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INTRODUCTION 


Metagenomics is a new area of research that generates large amounts of DNA sequence 
from bulk extraction of complex microbial communities, rather than from purified single 
strains. This is being done to understand both the natural flora of the environment [1,2], 
and also the normal communities in the human body [3,4,5]. Microbial communities on 
the skin, oral, dental, gastrointestinal and vaginal tracts are thought to inhibit infections 
by both severe and opportunistic pathogens. The intense laboratory effort in 
metagenomics needs to be accompanied by large-scale information handling tools, due to 
the sheer volume of data generated in such studies, which can easily be in the multiple 
millions of DNA sequencing reads. This, coupled with the unique type of data (e.g., 
short 100 base pair reads from 454 Life Sciences DNA Sequencer 20), which are not 
amenable to currently available DNA sequencing analysis tools, require the development 
of software and tools for analysis. We did not generate metagenomics data in this project, 
but rather are developing a set of specific bioinformatics tools for analyzing large data 
sets. This is focused on two types of data: Task 1) DNA sequence reads and Task 2) 16S 
small subunit ribosomal RNA (rRNA) gene hybridization microarrays. Multiple 
laboratories are currently generating both types of data, with one of the main limitations 
being the handling and analysis of these large data sets. We are working with prototype 
454 Life Sciences G20 Sequencer reads graciously provided by Dr. George Weinstock at 
the Baylor Genome Center. These same samples will be run on a 16S RNA gene 
microarray. Although it is not part of this project, these data will be compared at some 
point. All software tools developed will be made freely available to the scientific 
community. 


SYNOPSIS 


We developed several tools to analyze metagenomics sequencing datasets based on the 
next-generation ~100 base pair (bp) read lengths from the Roche 454 DNA sequencing 
platform (circa 2006). In the first year we compared a simulated (randomly generated) 
454 DNA dataset with a real dataset from a soil sample, developing software tools to 
interface with BLAST, insert into and query a relational database (mySQL), and analyze 
taxa and genes from both the simulated and random datasets. In year 2, we began 
development of a 16S rRNA database, and developed additional tools exporting 
to/charting in Excel and interfacing with GreenGenes. In year 3, we developed a database 
of archaeal, bacterial, and fungal 16S rRNA sequences (Task 2 Subtask a), and developed 
tools to automatically retrieve these sequences from the NCBI nucleotide database [6], 
upload them into a BLAST database [7], as well as tools to classify short reads sequences 
by interfacing with the database (Task 2 Subtask b). The software developed for Task 2, 
Subtasks a and b, are separately attached Java binary files. 


BODY 


Work during the third year was solely in Subtasks a and b of Task 2 in which we have 
developed a 16S rRNA database, and additional tools to analyze and classify short read 
sequences using the 16S rRNA database: 


Task 2 Subtask a) Create a relational database of 16S rRNA gene sequences. 


We developed a BLAST database of 16S rRNA sequences of archaea, bacteria, and fungi 
using sequences downloaded from NCBI. We developed a Java tool 
(SearchAndFetchNCBI jar — Attachment 1) to automatically download a set of sequences 
from NCBI. The tool is very flexible, using the NCBI Eutils [8] and EFetch scripting 
language [9], so that any set of sequences can be downloaded. For this project, we 
downloaded well-annotated RefSeq [10] 16S rRNA gene sequences for archaea 
(Appendix 1), bacteria (Appendix 2), and fungi (Appendix 3). We also downloaded the 
GenBank annotations for each sequence to obtain the taxonomic information 
(ORGANISM field) for each sequence to create a multi-FASTA file for each group (e.g., 
Archaea.mfa). We used another program (FASTAConcatenator.jar — Attachment 2) to 
concatenate all the sequences from each group into a single fasta file (e.g., 
Archaeal_16S.fa), with a single header (e.g., Archaeal_ 16S) with each sequence 
separated by 50 N’s. The headers were put into an index file for each organism 
(Appendices 4-6) which contained the start and stop position for each sequence in the 
concatenated file, as well as taxonomic information for each sequence parsed from the 
ORGANISM field in each GenBank annotation record. Then the three FASTA sequence 
files (Archaeal_16S.fa, Bacterial_16S.fa, Fungal_16S.fa) were combined into a single 
multi-FASTA file containing the three sequences (Appendix 7). We used the program 
formatdb [11] to automatically create a BLAST database (Attachment 3) for this file, 
which was used by the analysis programs (Subtask b). 


Task 2 Subtask b) Develop software for analysis of results from 16S rRNA hybridization 
GeneChips (microarray). 


We developed software tools to allow us to compare random sequences (Task | Subtask a 
—ref) and a short read dataset (~369,000 100 base pair reads from a 454 DNA Analyzer) 
to the 16S rRNA BLAST database (Subtask a), and to detect and classify the matching 
sequences with the taxonomic names of the organisms. The program blastall [12] was 
run to create a tabular file of BLAST hits for each matching read. We analyzed both 
randomly generated 100 bp reads and 454 Genome Analyzer sequences of a soil 
metagenomics project (pine forest soil). In order to determine significance of matches, 
we ran blastall at several different e-value cutoffs [13] (e < .01,e< .001, and e<.0001). 
All sequences matching the BLAST database at an e-value below the cutoff were 
reported in a BLAST output table (show example or include the whole table). We 
developed a Java program (S16Combiner.jar— Attachment 4) to parse the best BLAST 
hits and determine the matching taxon for each hit to both the real sequences (Appendix 
8) and the random sequences (Appendix 9). Comparing the resulting database hits at 
each e-value (See Table 1) allowed us to find the best cutoff to use. The e < .0001 cutoff 


was chosen as the best because it minimized the number of random hits and maximized 
the number of hits from real data. 


Table 1. Count of Reads and Randoms Matching Known 16S rRNA Sequences at Different 
E Values 


Uniques All 
Reads Ramin % Rand/Reads | Reads | Randoms | % Rand/Reads 
e<.0001 156 7 4.49} 242,616 33 0.01 
e<.001 196 45 22.96 255,496 111 0.04 


Software Developed 
All programs are written in Java and require Java version 1.6. 
Downloading Tool 


SearchAndFetchNCBL jar (Attachment 1) 
This Java program fetches NCBI content based on search terms. 


Options: 


RET_TYPE=String 
RT=String Retrieval type. 
Output types based on database. Possible values found at: 


http://www.ncbi.nlm.nih.gov/corehtml/query/static/efetchseq_help.html 
This option must be specified at least 1 time. 


DATABASE=String 
DB=String Database name. 
Default value: nucleotide. 


TERMS=String 

T=String Entrez search terms. 

Example: 
archaeatAND+16S+NOT+23S+AND+biomol+rRNA[PROP]+AND+refseq[filter] 
Required. 


FILE _NAME=String 
FN=String File name. 
Required. 


OUTPUT_DIR=File 
OD=File Output directory. 
Required. 


Example: 
java -jar ~/bin/SearchAndFetchNCBI.jar RET_TYPE=fasta RET _TYPE=gb 


TERMS=archaeatAND+16S+NOT+23S+AND+biomol+rRNA[PROP]+AND+refseq[fil 
ter] FILE. NAME=Archaea_16S OD=/metagenomics TMP_DIR=/tmp 


Explanation: 


This query grabs FASTA sequences and GenBank records from the NCBI website for 
archaeal 16S rRNA molecules found in refseq. 


Concatenator/Indexer Tool 


FASTAConcatenator.jar (Attachment 2) 

This Java program concatenates a multi-FASTA file into a single reference file, and 
creates a separate index file that tracks the start and stop positions of each sequence in the 
reference file. 


Options: 


HEADER=String 
H=String Fasta file header. 
Required. 


OUTPUT_DIR=File 
OD=File Output directory. 
Required. 


INPUT=File 
I=File Input fasta file. 
Required. 


BUFFER _ SIZE=Integer 
BS=Integer Size of sequence buffer. 
Default value: 50. 


Example: 


java -jar ~/bin/FASTAConcatenator.jar HEADER=Archaea_16S 
OD=/scratch/sbeckstr/metagenomics 
INPUT=/scratch/sbeckstr/metagenomics/Archaea_16S.fasta 


Explanation: 


This script concatenates all the individual archaeal 16S FASTA sequences into a 
single continuous sequence, with each individual sequence separated by 50 N’s. It 
also creates a tab-delimited index file containing the headers from each individual 
16S sequence and their positions in the concatenated file. 


Data Combiner Tool 

S16Combiner.jar (Attachment 3) 
This Java program links and combines 16S data with taxonomic data for each BLAST 
hit. 
Options: 


BLAST_FILE=File 


BF=File BLAST file. Required. 
INPUT_DIR=File 

ID=File Input directory. Required. 
OUTPUT_FILE=File 

OF=File Output file. Required. 
TMP_DIR=File Default value: /tmp 
Example: 


java -jar ~bin/S16Combiner.jar 
BLAST_FILE=/scratch/sbeckstr/metagenomics/BLAST/reads_ vs ArchBactFung 16S _p 
LTOO1.out 

INPUT_DIR=/metagenomics 

OUTPUT_FILE=/BLAST/reads_vs ArchBactFung 16S pLT001_hitsWtaxa.txt 


Explanation: 


This script scans the BLAST output file, and uses the database position and the index file 
to connect the BLAST hits to their taxonomic information. 


KEY RESEARCH ACCOMPLISHMENTS 
- Created Java programs to fetch NCBI content for rRNA sequences, create an 
indexed, concatenated reference file for setting up a BLAST database, and use the 
index file to connect taxonomic data to the output from a BLAST query. 
REPORTABLE OUTCOMES 
Developed software in Java to fetch NCBI content for rRNA sequences, create an 
indexed, concatenated reference file for setting up a BLAST database, and use the index 
file to connect taxonomic data to the output from a BLAST query. 


CONCLUSION 


Not applicable since tools were produced, rather than an analysis. 
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Appendix 1 
Archaeal 16S rRNA RefSeq sequences 


>gi|265679008|ref|NR_029316.1| Sulfophobococcus zilligii strain K1 16S ribosomal RNA, partial sequence 
GGCCCCGACCGCTATCGGGGTGGGGCTAAGCCATGGGAGTCGTACGCTCCGCCGCTGCGGGGCGTGGCGG 
ACGGCTGAGTAACACGTGGCCAACCTACCCTCGGGAGGGGGATAACACCGGGAAACTGGTGCTAATCCCC 
CATAGGGGAGGAGGCCTGGAAGGGTTCCTCCCCGAAAGGGCGTAGCGGGGGTTATCGCCGCTACGCCGCC 
CGAGGATGGGGCTGCGGCCCATCAGGTAGTTGGCGGGGTAACGGCCCGCCAAGCCGAAGACGGGTAGGGG 
CCGTGAGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGCCCTACGGGGCGCACCAGGCGCG 
AAACCTCCGCAATGCGGGAAACCGTGACGGGGTCACCCCGAGTGCCCCCGATAAGGGGGCTGTTCCCCGC 
CGTAGGATGGCGGGGGTAGTAAGCGGGGGGCAAGTCCGGTGTCAGCCGCCGCGGTAATACCGGCCCCGCG 
AGTGGTCGGGGTGATTATTGGGCCTAAAGCGCCCGTAGCCGGCCCGGTAAGTCTCCCCTAAAATCCCCGG 
GCTCAACCCGGGGATTGGGGGAGATACTGCCGGGCTAGGGGGCGGGAGAGGCCGAGGGTACTCCCGGGGT 
AGGGGCGAAATCCGTTAATCCCGGGAGGACCACCCGTGGCGAAGGCGCTCGGCTGGAACGCGCCCGACGG 
TGAGGGGCGAAAGCCGGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCCGGCTGTAAACGATGCGGGC 
TAGCTGTTGGGTGGGCTTAGAGCCCACCCAGTGGCGCAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTA 
CGGCCGCAAGGCTGAAACTCAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAGCCTGCGGTTCAATT 
GGAGTCAACGCCGGGAATCTTACCGGGGGAGACAGCAGGATGACGGCCAGGTTAAAGGCCTTGCCCGACG 
CGCTGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTCGTGAGATGTCTGGTTAAGTCCAGCAACGAGCG 
AGACCCCCACCCCCAGTTGCTACCCCGGCCTCAGGGCCGGGGGCACACTGGGGGGACTGCCGCCGTTTAA 
GGCGGAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAATCCCCCGGGCTACACGCGGGCTACAAT 
GGCGGGGACAGCGGGTGCCGACCCCGAAAGGGGGAGGCAATCCCTCAAACCCCGCCGCAGTTGGGATCGA 
GGGCTGCAACTCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCGTGTCAACATCGCGCGGTGAATACGT 
CCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCAAGGGGAGGGGGAGTGAGGCCCGGCCTTGTTGGT 
CGGGTCGAACTCCCCCTCCCTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTG 


>gi|265678992|ref|NR_029300.1| Metallosphaera prunae strain Ronl2/II 16S ribosomal RNA, partial sequence 
TCGCTATAGGGGTAGGGCTAAGCCATGGGAGTCGTACGCTCTCGGGAAGAGGGCGTGGCGGACGGCTGAG 
TAACACGTGGCTAACCTGCCCTTGGGATCTGGATAACCCCGGGAAACTGGGGCTAATCCGGAGCGGGCAA 
GGGAATCTGGAATGATCTCTTGCCTAAAAGCCTCTCGGCTGATCCCGTCGAGAGGCGCCCAAGGATGGGG 
CTGCGGCCCATCAGGCTGTTGGGGGAGTAAAGGTCCCCCAAACCGATAACGGGTAGGGGCCGTGGGAGCG 
GGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGGCCTACGGGGCGCACCAGGCGCGGAACGTCCCCA 
ATGCGGGAAACCGTGAGGGCGTTACCCCTAGTGCCCTCGCAAGAGGGCTTTTCTCCACTCCAGAAAGGTG 
GAGGAATAAGCGGGGGGCAAGACTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAGTGATCGGGACG 
TTTATTGGGCTTAAAGCGCCCGTAGCCGGCCTGTAAAGTCACCGTTTAAAGACCCGGGCTCAACTCGGGG 
AACGGCGGTGATACTTACAGGCTAGGGGGCGGGAGAGGTCGGAGGTACTCCCGGAGTAGGGGCGAAATCC 
TCAGATCCCGGGAGGACCACCAGTGGCGAAAGCGTCCGGCTAGAACGCGCCCGACGGTGAGGGGCGAAAG 
CCGGGGTAGCAAATAGGATTAGATACCCTAGTAGTCCCGGCTGTAAACGATGCAGGCTAGGTGTCGCGTA 
GGCTTTGTGCCTGCGCGGTGCCGCAGGAAAACTGGTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCT 
GAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAACCTGCGGCTCAATTGGAGTCAACGCCT 
GGAATCTCACCGGGGGAGACCGCAGGATGACGGCCAGGCTAACGACCTTGCCAGACTCGCGGAGAGGAGG 
TGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCGGTTAAGTCCGGCAACGAGCGAGACCCCCACTTC 
TAGTTGGTAACCGTCTCTCCGGAGACGGTCCACACTAGAAGGACTGCCGGTGTTAAACCGGAGGAAGGAG 
GGGGCCACGGCAGGTCAGCATGCCCCGAAACTTCCGGGCCGCACGCGGGTTACAATGGCAGGGACAGCGG 
GATCCGACCCCGAGAGGGGAAGGCAATCCCACAAACCCTGCCTCAGTTGGGATCGAGGGCTGAAACTCGC 
CCTCGTGAACGAGGAATCCCTAGTAACCGCGGGTCAACAACCCGCGGTGAATACGTCCCTGCTCCTTGCA 
CACACCGCCCGTCGCTCCACCCGAGTGGAGGGGAAGTGAGGCCTCTTGCCCCTCGGGGTGGGAGGTCGAG 
CTTCTCCTCCGCGAGGGGGG 


>gi|265678906|ref|NR_029214.1| Thermofilum pendens strain Hvv3, DSM 2475 16S ribosomal RNA, partial 
sequence 
GTGCGGCCAGACTCCGGTTGATCCTGCCGGACCCGACCGCTATCGGGGTGGGGCTAACCCATGGAAGTCT 
AGGAGCCGGGGCTACGGCCGGCTCCGGCGGACGGCTCAGTAGCACGTGGCTAACCTACCCTCGGGAGGGG 
GATAACCCCGGGAAACTGGGGATAAACCCCCATAGGCGCGGACACCTGGAATGGGTCCGCGCTGAAAGGG 
CCACGGTACCATGCTTACCGTGGCCGCCCGAGGATGGGGCTGCGCCCTATCAGGTAGTTGGCGGGGTAAC 
GGCCCGCCAAGCCGATAACGGGTGGGGGCCGTGAGAGCGGGAGCCCCGAGATGGGCACTGAGACAAGGGC 
CCAGGCCCTACGGGGTGCACCAGGGGCGAAACTTCCGCAATGCGGGAAACCGTGACGGAGTCACCCCGAG 
TGCCACCCGAAGAGGGTGGCTTTTGCCCGGTCTAAAAAGCCGGGCGAATAAGCGGGGGGCAAGCTTGGTG 
TCAGCCGCCGCGGTAATACCAACCCCGCGAGTGGTCGGGACGTTTATTGGGCCTAAAGCGTCCGTAGCCG 
GCCCGGTAAGTCCCTCCTTAAAGCCCACGGCTCAACCGTGGGAGCGGAGGGATACTGCCGGGCTAGGGGG 
CGGGAGAGGCCGGGGGTACTCCTGGGGTAGGGGCGAAATCCTATAATCCCAGGAGGACCACCAGTGGCGA 
AGGCGCCCGGCTAGCACGCGCCCGACGGTGAGGGACGAAAGCTGGGGGAGCAAAGGGGATTAGATACCCC 
CGTAGTCCCAGCTGTAAACGATGCGGGCTAGGTGTTGGACGGGCTTCGAGCCCGTCCAGTGCCGTAGGGA 
AGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCAC 
CACAAGGGGTGAAGCTTGCGGTTTAATTGGAGTCAACGCCGGAAACCTTACCGGGGGCGACAGCAGGATG 
AAGGCCAGGCTGACGACCTTGCCAGACGAGCTGAGAGGAGGTGCATGGCCGTCGCCGGCTCGTGCCGTGA 
GGTGTCCTGTTAAGTCAGGGAACGAGCGAGACCCCCGCCCCTAGTTGCTACCCAGCCCTTCGGGGCTGGG 
GCACTCTAGGGGGACTGCCGGCGATAAGCCGGAGGAAGGTGGGGGCTACGGCAGGTCAGTATGCCCCGAA 
ACCCCCGGGCTACACGCGAGCTGCAATGGCGGGGACAGCGGGTTCCGACCCCGAAAGGGGGAGGTAATCC 
CTTAAACCCCGCCTCAGTAGGAATCGAGGGCTGCAACTCGCCCTCGTGAACGTGGAATCCCTAGTAACCG 
CGTGTCACCAACGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGGGAG 
GCCTAGGTGAGGCCTCCTGCCGACGAGGTGGGAGGTCGAACCTGGGCCTCCCAAGGGGGGAGAAGTCGTA 


ACAAGGTGGCCGTAGGGGAACCTGCGGCCGGATCACCTC 


>gi|265678837|ref|NR_029142.1| Natronorubrum sulfidifaciens strain AD2 16S ribosomal RNA, partial 
sequence 
TCCGATTTAGCCATGCTAGTTGTACGAGTTTAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACT 
ACCCTATGGATCCGGACAACCTCGGGAAACTGAGGCTAATCCGGAATACGATTCTCAAGTTGGAATTGCT 
GAGAATCCGAAACGCTCAGGCGCCATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCC 
CACCGTGCCAATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGG 
GCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGTGCGATAAGGGGACTCCGAGTGCG 
AGGGCATATAGTCCTCGCTTTTCACCACCGTAAGGAGGTGGTAGAATAAGTGCTGGGCAAGACCGGTGCC 
AGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGC 
CGCGCAAGTCTATCGGGAAATCTGCCCGCCTAACGGGCAGGCGTCCGGTGGAAACTGCGTGGCTTGGGAC 
CGGAAGATCCAGAGGGTACGTCTGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGACCGCCGGTGGCGA 
AAGCGCTCTGGAAGGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCG 
GGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGTCACAAACTACGAGTTTGTGATGTGCCGTAGGGA 
AGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCAC 
TACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAATGTGCAG 
TGATGGTCAGTGTGATGAGCTTACCAGAGCCATTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGT 
GAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACGCCTAATTGCCAGCAGTACCCTTGAGGTAG 
CTGGGTACATTAGGCGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCC 
CGAATGTGCTGGGCGACACGCGGGCTACAATGGCCACGACAGTGGGATGCAACCCCGAGAGGGGACGCTA 
ATCTCCGAAACGTGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTA 
ATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAG 
TGAGGTCCGGATGAGGCCGCCGCAACGGCGGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAA 
G 


>gi|265678836|ref|NR_029141.1| Natronorubrum aibiense strain 7-3 16S ribosomal RNA, partial sequence 
CGATTTAGCCATGCTAGTTGTACGAGTTTGTACTCGTAGCAGATAGCTCAGTAACACGTGGTCAAACTAC 
CCTATGGATCCGGATACCCTCGGGAAACTGAGACTAATCCGGAATACGATTCCCAGGCTGGAACTGCGGG 
GAATCAGAAACGCTCCGGCGCCATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCA 
CCGTGCCAATAATCGGTACGGGTTGTGAGAGCAAGAGCCTGGAGACGGTATCTGAGACAAGATACCGGGC 
CCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGTGCGATAAGGGGACTCCGAGTGCGAG 
GGCATATAGTCCTCGCTTTTTGTAACCGTAGGAAGGTTACAGAATAAGTGCTGGGCAAGACCGGTGCCAG 
CCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCG 
CGCAAGTCTATCGGGAAATCCGCACGCCTAACGTGCGGGCGTCCGGTGGAAACTGCGCGGCTTGGGACCG 
GAAGACCAGAGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGGTGGCGAAA 
GCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGG 
TAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGTCACAAACTACGAGTTTGTGATGTGCCGTAGGGAAG 
CCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTA 
CAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTG 
ACGGTCAGTGTGATGAGCTTACCTGAGCCATTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGA 
GGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCATGCCTAATTGCCAGCAGTACCCTTGTGGTAGCT 
GGGTACATTAGGGAGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCG 
AATGTGCTGGGCGACACGCGGGCTACAATGGCCAAGACAGTGGGATGCAACCCCGAAAGGGGACGCTAAT 
CTCCGAAACTTGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAAT 
CGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTG 
AGGTCCGGATGAGGCCCGGTTTCCGGGTCGAATCTGGGCTTCGCAAGGGGGCTAAGTCGTAACAAG 


>gi|265678835|ref|NR_029140.1| Methanococcus aeolicus strain Nankai-3 16S ribosomal RNA, partial sequence 
CTACTGCTATTGGGATTCGACTAAGCCATGCGAGTCTATGGACTTCGGTCCATGGCGGACGGCTCAGTAA 
CACGTGGCTAACCTACCCTCAGGTGGGGCATAACCTCGGGAAACTGAGGATAATACCCCATAGGAAAAGA 
GGTTTGGAATAATCCTTTTCTGAAAGGATATCCGCCTGAGGATGGGGCTGCGTCCGATTAGGTAGTTGGT 
GGGGTAATGGCCCACCAAGCCTACGATCGGTACGGGCCTTGAGAGAGGGAGCCCGGAGATGGGGACTGAG 
ACACGGCCCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCACAATGCACGAAAGTGCGATGGGGGA 
ATCCCAAGTGCCTATGCACAGCATAGGCTTTTCCCAAGTCTAAACAACTTGGGGAATAAGGGCTGGGCAA 
GTCCGGTGCCAGCAGCCGCGGTAACACCGGCGGCCCGAGTGGTAGCCACTCTTATTGGGCCTAAAGCGTC 
CGTAGCCTGTTCAGTAAGTCTCTGTTTAAATCCTACGGCTTAACCGTAGGGCTGGCAGAGATACTGCTGG 
ACTTGGGACCGGGAGAGGAAGAGGGTACTTCGGGGGTAGCGGTGAAATGCGTTGATCCCTGAGGGACCAC 
CTATGGCGAAGGCACTCTTCTGGAACGGGTCCGACGGTGAGGGACGAAAGCCAGGGGAGCGAACCGGATT 
AGATACCCGGGTAGTCCTGGCCGTAAACTTTGCGAACTAGGTGTCATCTGGACCTCGGGTCCAGGTGGTG 
CCGAAGGGAAGCCATTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCG 
GGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGCATCTCACCAGGAGCGAC 
AGCATGATGAAGGTCAGGTTGACGACCTTACCTGAAGCGCTGAGAGGTGGTGCATGGCCATCGTCAGCTC 
GTACCGCGAGGCGTCCTGTTAAGTCAGGTAACGAGCGAGACCCGTGCCCTATGTTGCTACTTTCTTCTCC 
GGAGGAAAGGCACTCATAGGGGACCGCTGGTGTTAAACCAGAGGAAGGAGCGGGCAACGATAGGTCCGCA 
TGCCCCGAATCTCCTGGGCTACACGCGGGCTACAATGGTTAGGACAATGGGAAGCAACCCTGAGAAGGGA 
AGCAAATCTCTTAAACCTAATCGTAGTTCGGATCGTGGGCTGTAACTCGCCCACGTGAAGCTGGAATCCG 
TAGTAATCGCAGTTCATAATACTGCGGTGAATGTGTCCCTGCTCCTTGCACACACCGCCCGTCACACCAC 
CCGAGTTGGGTTGAGGTGAGGCCCTAGCCTTTGGCTAAGGTCGAACCTGGGCTCAGCAAGGGGG 


>gi|265678822|ref|NR_029127.1| Sulfolobus solfataricus strain IFO 15331 16S ribosomal RNA, partial 
sequence 
AATCCGGTTGATCCTGCCGGACCCGACCGCTATCGGGGTGGGGC TAAGCCATGGGAGTCGTACGCTCCCG 


GGCAAGGGAGCGTGGCGGACGGCTGAGTAACACGTGGCTAACCTACCCTGAGGAGGGAGATAACCCCGGG 
AAACTGGGGATAATCTCCCATAGGCGAGGAGTCCTGGAACGGTTCCTCGCTGAAAGGCTCATGGGCTATT 
CCCCGCTCATGAGCGCCTCAGGATGGGGCTGCGGCCCATCAGGTAGTTGGGGGGGTAAGGGCCCCCCAAG 
CCTATAACGGGTAGGGGCCGTGAGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGCCTACG 
GGGCGCACCAGGCGCGAAACGTCCCCAATGCGCGGAAGCGTGAGGGCGCCACCCCGAGTGCTCCCGTAAG 
GGAGCTTTTCCCCGCTCTACAAAGGCGGGGGAATAAGCGGGGGGCAAGTCTGGTGTCAGCCGCCGCGGTA 
ATACCAGCCCCGCGAGTGGTCGGGACTCTTACTGGGCCTAAAGCGCCCGTAGCCGGCCCGACAAGTCACT 
CCTTAAAGACCCCGGCTCAACCGGGGGAATGGGGGTGATACTGTCGGGCTAGGGGGCGGGAGAGGCCAGC 
GGTACTCCCGGAGTAGGGGCGAAATCCTCAGATCTCGGGAGGACCACCAGTGGCGAAAGCGGCTGGCTAG 
AACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGCAGCAAAAGGGATTAGATACCCCTGTAGTCCCGGCTG 
TAAACAATGCAGGCTAGGTGTCACATGGGCTTAGAGCCCATGTGGTGCCGCAGGGAAGCCGTTAAGCCTG 
CCGCCTGGGGAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAA 
CCTGCGGCTCAATTGGAGTCAACGCCTGGAATCTTACTAGGGGAGACCGCAGGATGACGGCCAGGCTAAC 
GACCTTGCCTGACTCGCGGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCTGTTAAG 
TCAGGCAACGAGCGAGACCCCCACCACTAGTTGGTATCCTGGTCTCCGGGCCGGGACCACACTAGTGGGA 
CTGCCGGCGTAAGCCGGAGGAGGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAAACCCCTGGGCCGCAC 
GCGGGTTACAATGGCAGGGACAGCGGGATTCCGACCCCGAAAGGGGAAGGTAATCCCTTAAACCCTGCCG 
CAGTTGGGATCGAGGGCTGAAACTCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCAGATCAACAATCT 
GCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGTAGGAGAGGGGTGAGGCC 
CCTTGCCTTTGGGTGGGGGGTCGAGCTTCTCTCCTGCAAGGGGGGAGAAGTCGTAACAAGGTAGCCGTAG 
GGGAACCTGCGGCTGGATCACCTCA 


>gi|265678819|ref|NR_029124.1| Natrialba taiwanensis strain Bl 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTCGCACGAGTTCA 
GACTCGTGGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATAGATCCGGCCAACCTCGGGAAACTG 
AGGCTAATCCGGAATAACGCTTTCAGCCTGGAGTGGCGAGAGCGAGAAACGCTCCGGCGCTATAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCGAGTCGATTAAGGGGACTCCAGGTGCGAGGGCATATAGTCCTCGCTTTTCTCGACCGTAG 
GGAGGTCGAGGAACAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACAAGTGAT 
GACCGCTGTTATTGGGCCTAAAGCGTCCGTAGCTGGCCAGACAAGTTCATCGGGAAATCTGTGCGCCTAA 
CGCACAGGCGTCCGGTGGAAACTGCCTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGT 
GTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGAAGCCGTGAAGCAGACCGCCTGGGNNGTACGTCTG 
CAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTC 
AACGCCGGACATCTCACCAGCATCGACAGTGTGCAGTGACAGTCAGTGTGATGAGCTTACTTGAGCCACT 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCACCCTTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAAGAGGACTGCCAGTGCCAAACT 
GGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGT 
CGAGACAGTGGGATGCAACGCCGAAAGGCGACGCTAATCTCCGAAACTCGATCGTAGTTCGGATTGAGGG 
CTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCCGGTTTCCGGGTCGAA 
TCTGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|265678817|ref|NR_029122.1| Methanococcoides alaskense strain AK-5 16S ribosomal RNA, partial sequence 
AGCCATGCGAGTCAAATGTTCTTCGTGAACATGGCGGACTGCTCAGTAACACGTGGATAACCTGCCCTTA 
GGTTCGGCATAACTCCGGGAAACTGGAGATAATTCCGAATAGGTCAAATATGCTGGAATGCTTTTTGGCC 
AAAAGACCTCGGTTGCCTAAGGATGGATCTGCGGTCTATCAGGTTGTAGTGGGTGTAACGTACCTACTAG 
CCTACGACGGATATGGGTTGTGAGAGCAAGAGCCCAGAGATGGATTCTGAGACATGAATCCAGGCCCTAC 
GGGGCGCAGCAGGCGCGAAAACTTTACAATGCGGGAAACCGCGATAAGGGGACACCGAGTGCCAGCATTT 
ATGTTGGCTGTCCACATGTGTAAACGGCATGTGTTAGCAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGC 
GGTAACACCGGCGGCCCGAGTGGTAATCACTTTTATTGGGTCTAAAGGGTCCGTAGCCGGTTTGATCAGT 
TCTTCGGGAAATCTGACAGCTCAACTGTTAGGCTTCCGGGGAATACTGTCAGACTTGGGACCGGGAGAGG 
TAAGAGGTACTACAGGGGTAGGAGTGAAATCTTGTAATCCCTGTGGGACCACCAGTGGCGAAGGCGTCTT 
ACCAGAACGGGTCCGACGGTGAGGGACGAAAGCTGGGGGCACGAACCGGATTAGATACCCGGGTAGTCCC 
AGCCGTAAACGATGTTCGCTAGGTGTCAGGGGCGGTGCGACCGCTTCTGGTGCCGTAGGGAAGCCGTGAA 
GCGAACCACCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACGGG 
TGGAGCCTGCGGTTTAATTGGACTCAACGCCGGAAAACTCACCGGGGGCGACAGCAAAATGTAGGTCAAG 
CTAAAGACTTTACCTGAATCGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTG 
TTAAGTCAGGCAACGAGCGAGACCCGTGCCCACTGTTGCCAGCATGTCCTTCGGGATGATGGGTACTCTG 
TGGGGACCGCTGGTGCTAAACCAGAGGAAGGTGCGGGCTACGGTAGGTCAGTATGCCCCGAATCTCCCGG 
GCTACACGCGGGCTACAATGGTTGGGACAATGGGTCCCTACACCGAAAGGTGATGGTAATCTCTTAAACC 
CAACCGTAGTTCGAATCGAGGACTGTAACTCGTCCTCGTGAAGCTGGAATCCGTAGTAATCGCGTTTCAA 
CATAGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCACCCGAGTGAGGTATGGGT 
GAGGGCACGGACTTAGTGCCGTGTTCGAACCTAAATTTC 


>gi|265678781|ref|NR_029086.1| Methanocorpusculum labreanum strain Z 16S ribosomal RNA, partial sequence 
CAGAGGTCATTGCTATCAGGGTTTGACTAAGCCATGCGAGTCGAGAGGTGTAAGACCTCGGCATACTGCT 
CAGTAACACGTGGTTAACCTGCCCTAAGGTGGAGAATACTCCCGGGAAACTGGGGCTAATGCTCCATAGT 
GGATATGTCCTGGAATGGTATATCCTCGAAAGATCCGTCGCCTTAGGATGGGACTGCGTCCGATTAGGTT 
GTTGGCGGGGTAACGGCCCACCAAGCCTTTTATCGGTACGGGTTGTGGGAGCAAGATCCCGGAGATGGAT 
TCTGAGACATGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGCAAACTTTACAATGCGAGCAATCGTGAT 


AAGGAAACCCTGAGTGCCTGTCGATGCAGGCTGTTCATATATCTAAATCATATGTGAAGAAAGGGCAGGG 
CAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCTGCTCGAGTGATGGCCACTATTACTGGGTTTAAAGC 
GTCCGTAGCTTGACTGTTAGGTCTCTTGGGAAATCTTCGCGCTCAACGTGAAGGCGTCTAAGAGATACCG 
GCAGTCTTGGAACTGGGAGAGGTAAACCGTACTTCGGGGGTAGGAGTGAAATCTTGTAATCCTCGAGGGA 
CGACCTATGGCGAAGGCAGTTTACCAGAACAGCTTCGACAGTGAGGGACGAAAGCTGGGGGAGCAAACGG 
GATTAGATACCCCGGTAGTCCCAGCCGTAAACAATGTGCGTTAGGTGTGTCGGTAACCACGTGTTACTGA 
TGCGCCGAAGAGAAATCGTGAAACGCACCACCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATT 
GGCGGGGGAGCACCACAACAGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCGGATA 
AGACAGCTGAATGATTGTCAATCTGAAGGTTTTACATGACTAGCTGAGAGGAGGTGCATGGCCGTCGTCA 
GTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCGACAATTGCCAGCAGCAT 
CTCCGGATGGCTGGGGACATTGTCGGGACCGCCTCTGCTAAAGGGGAGGAAGGAATGGGCAACGGTAGGT 
CAGCATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGACGGGACAATGGGTAACAACACCGAAA 
GGTGCAGTCAATCTCCGAACCCCGCCCTTAGTTAGGATTGCGGGTTGCAACTCACCCGCATGAATCTGGA 
ATCTGTAGTAATCGCGTTTCACTATAGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAA 
ACCATCCTAGTGGGGTTTGGATGAGTCCCTGGTCTTTGCCGGGGTCGAATCTAGGTTCCGTGAGGAGGGT 
TAAGTCGTA 


>gi|265678754|ref|NR_029059.1| Palaeococcus helgesonii strain PI1 16S ribosomal RNA, partial sequence 
CGATTAAGCCATGCGAGTCATGGGGCGCCTTGTGCGCACCGGCGGACGGCTCAGTAACACGTCGGTAACC 
TACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCTCCCATAGGTTTAGGGCACTGGAAGGTC 
CCTAAACCGAAAGGGGCTCTGCCCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACG 
GCCCACCAAGCCCATAATCGGTACGGGCAGTGAGAGCTGGAGCCCGGAGATGGACACTGAGACACGGGTC 
CAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCTCGAAAGAGCGACGGGGGGACCCCAAGT 
GCCGTGGTACAACCACGGCTTTTCCGGAGTGTAAGAAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGG 
CAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCACTATTATTGGGCCTAAAGCGTCCGTAGCCGG 
GCTTGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATACTGCAAGCCTTGGGA 
CCGGGAGAGGCCGGGGGTACTCCTGGGGTAGGGGTGAAATCCTATAATCCCAGGAGGACCGCCAGTGGCG 
AAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCAAACCGGATTAGATACCC 
GGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTTGCTTGGACCTCGAGTCCAAGCAGTGCCGCAGGG 
AAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCA 
CTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGAT 
GAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTG 
AGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGCCCTTCCCGTTGGGAAGG 
AGGCACTCTGGGGGGACTGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCG 
AAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCAACCCCGAAAGGGGAAGGAAAT 
CCCCTAAACCCGCCCCCAGTTCGGATTGCGGGCTGCAACTCGCCCGCATGAAGCTGGAATCCCTAGTACC 
CGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCG 
GGGTTTGGATGAGGCTTCGTCCTATGGGCGGAGTCGAGTCCAGGCTCCGTGAGGGGGGAGAAGTCGTAAC 
AAGGTAGCCGTAGGGGAACCTACGGCTCGATCACCTCC 


>gi|265678750|ref|NR_029055.1| Thermococcus aegaeus strain P5 16S ribosomal RNA, partial sequence 
CGGTTGATCCTGCCGGAGGCCACTGCTATCGGGGTCCGACTAAGCCATGCGAGTCACGGGGGTGTCCCTC 
TGGGACACCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGA 
AACTGGGGCTAATCCCCCATAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGGCTTTTGCCCGCC 
CGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGG 
CTGTGAGAGCAGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCG 
AAACCTCCGCAATGCGGGAAACCGCGACGGGGGGACCCCGAGTGCCGTGGCATCGCCACGGCTTTTCCGG 
AGTGTAAAAAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCC 
GAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCAC 
GGCTCAACCGTGGGGCTTGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCGGGGGGTACCCCTGGG 
GTAGGGGTGAAATCCTATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCCGCTGGAACGGGTCCGAC 
GGTGAGGGACGAAGGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGG 
GCTAGGTGTCGGGCGAGCTTCGAGCTCGCCCGGTGCCGTAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAG 
TACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAA 
TTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGA 
CACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAG 
CGAGACCCGCGCCCCCAGTTGCCAGCCCTTCCCGCTGGGAAGGGGGCACTCTGGGGGGACTGCCGGCGAT 
AAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACA 
ATGGGCGGGACAATGGGATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATC 
GCGGGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATAC 
GTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTCTGGATGAGGCTCCGTCCTCTGG 
GCGGGGTCGAGTCCGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCG 


>gi|265678749|ref|NR_029054.1| Pyrococcus horikoshii strain JA-1 16S ribosomal RNA, partial sequence 
CCGGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCAAGGGGGCGTCCCTTCTGGGACGCCAC 
CGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTA 
ATCCCCCATAGGCCTGGGGTACTGGAAGGTCCCCAGGCCGAAAGGGAGCCGTAAGGCTCCGCCCGAGGAT 
GGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCGTGAG 
AGCGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTC 
CGCAATGCGGGAAACCGCGACGGGGGGACCCCCAGTGCCGTGCCTCTGGCACGGCTTTTCCGGAGTGTAA 
AAAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGT 
GGCCACTATTATTGGGCCTAAAGCGGCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAA 
CCGTGGGGCTCGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCCGGGGTAGGGG 


TGAAATCCTATAATCCCGGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGG 
GCCGAAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGT 
GTCGGGCGAGCTTCGAGCTCGCCCGGTGCCGTAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCC 
GCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATT 
CAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACGCGCCG 
AGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACC 
CGCGCCCCCAGTTGCCAGTCCCTCCCGCTCGGGAGGGAGGCACTCTGGGGGGACTGCCGGCGATAAGCCG 
GAGGAAGGGGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGC 
GGGACAATGGGACCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATCGCGGGC 
TGCAACTCGCCCGCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGAGTCCGGGTGAGGCCTGATCTCCTTCGGGAGG 
TCAGGTCGAGCCCGGGCTCCGTGAGGGGGAGAAGTCGTAACAAGGTAGCCGTAG 


>gi|265678748|ref|NR_029053.1| Pyrococcus glycovorans strain AL585 16S 
AAGGGGGCGTCCCTTCTGGGACGCCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAG 
GGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGCCTGGGGTACTGGAAGGTCCCCAGGCCGAAA 
GGGGACCGTAAGGTCCCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACC 
AAGCCGAAGATCGGTACGGGCCGTGAGAGCGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCC 
TACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGAAACCGCGACGGGGGGACCCCCAGTGCCGTGC 
CTCTGGCACGGCTTTTCCGGAGTGTAAAAAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGC 
CGCGGTAATACCGGCGGCCCGAGTGGTGGCCACTATTATTGGGCCTAAAGCGGCCGTAGCCGGGCCCGTA 
AGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTCGCTGGGGATACTGCGGGCCTTGGGACCGGGAG 
AGGCCGGGGGTACCCCCGGGGTAGGGGTGAAATCCTATAATCCCGGGGGGACCGCCAGTGGCGAAGGCGC 
CCGGCTGGAACGGGTCCGACGGTGAGGGCCGAAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGT 
CCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGCTTCGAGCTCGCCCGGTGCCGTAGGGAAGCCGT 
TAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAG 
GGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCC 
AGGCTGAAGGTCTTGCCGGACGCGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTC 
CACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGTCCCTCCCGCTCGGGAGGGAGGCAC 
TCTGGGGGGACTGCCGGCGATAAGCCGGAGGAAGGGGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCC 
CCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGACCCGACCCCGAAAGGGGAAGGGAATCCCCTA 
AACCCGCCCTCAGTTCGGATCGCGGGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCTAGTACCCGCGCG 
TCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGCCC 
GGGTGAGGCCCGATCTCCTTCGGGAGGTCGGGTCGAGCCTGGGCTCCGTGAGGGGGGAGAAGTCGTAACA 
AGGTAGCC 


>gi|265678650|ref|NR_028955.1| Ignicoccus hospitalis strain Kin4-I 16S 
TCCGGTTATCCTGCCGGACCCGACCGCTATCGGGGTAAGGCTAAGCCATGGGAGTCGAACGCCCGCCGCC 
GCGGGCGTGGCGGACGGCTGAGTAACACGTGGCTAACCTACCCTCGGGAGGGGGATAACACCGGGAAACT 
GGTGCTAATCCCCCATAGGGGCGGAGGCCTGGAAGGGTTCCGCCCCGAAAGGGGCTCGGGGGGGAACGCC 
CCGAGTCCGCCCGAGGATGGGGCCGCGCCCCATCAGGTAGTTGGCGGGGTAATGGCCCGCCAAGCCGAAG 
ACGGGTAGGGGCCGTGGGAGCGGGAGCCCCCAGATGGGCACTGAGACAAGGGCCCAGGCCCTACGGGGCG 
CACCAGGCGCGAAAACTCCGCAATGCGGGCAACCGTGACGGGGTTACCCCGAGTGCCCCCTCTCCGGGGG 
CTTTTCCCCGCTGTAAACAGGCGGGGGTAATAAGCGGGGGGCAAGTCTGGTGTCAGCCGCCGCGGTAATA 
CCAGCCCCGCGAGTGGTCGGGACGATTATTGGGCCTAAAGCGCCCGTAGCCGGCCTGGTGGCCCCCTCCT 
AAAGCCCCGGGCTCAACCCGGGGACTGGAGGGGGTAGCGCCAGGCTAGGGGGCGGGAGAGGCCGAGGGTA 
CTCCCGGGGTAGGGGCGAAATCCGATAATCCCGGGAGGACCGCCAGTGGCGAAGGCGCTCGGCTGGAACG 
CGCCCGACGGTGAGGGGCGAAAGCCGGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCGGCTGTAAA 
CGATGCGGGCTAGGTGTTGGGCGGGCTTCGAGCCCGCCCAAGTGCCGCAGGGAAGCCGTTAAGCCCGCCG 
CCTNGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAGCCT 
GCGGCTTAATTGGAGTCAACGCCGGGAACCTTACCGGGGGCGACAGCAGGATGAAGGTCAGGCTGAAGAC 
CTTACCTGACGCGCTGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGCCGTGAGGTGTCCGGTTAAGTCC 
GGCAACGAGCGAGACCCCCGTCCCCAGTTGCTACCCGGGGCTCCGGCCCCGGGGCACACTGGGGAGACTG 
CCGCCGTATAAGGCGGAGGAAGGAGGGGGCTATGGCAGGTCAGCATGCCCCGAAACCCCCGGGCTGCACG 
CGGGCTACAATGGCGGGGACAGCGGGTTGCGACCCCGAAAGGGGGAGCCAATCCCTGAAACCCCGCCGAG 
GTTGGGATCGAGGGCTGCAACTCGCCCTCGTGAACGCGGAATCCCTAGTAACCGCGCGTTAGCATCGCGC 
GGTGAACACGTCCCTGCTCCTTGCACACACCGCCCTCGCTCCCGCCGAGGGG 


>gi|265678632|ref|NR_028937.1| Archaeoglobus profundus strain AV18 16S 
CTGGTTGATCCTGCCAGAGGCCGCTGCTATCCGGCTGGGACTAAGCCATGGTAGTCATGGGGCGCGGGCC 
CTTCGGGGTTCGCGCACCGGCGGACAGCTCAGTAACACGTGGCCAACCTACCCTCGGGAGGGGGATAACC 
CCGGGAAACTGGGGCTAAACCCCCATAGGGGATGGGTGGTGGAATTCCCCCATCCCCGAAAGTGTGCCAC 
TCCYGTAAGGGTGGCACAGYCCGAGGATGGGGCTGCGGCGGATTAGGTAGTTGGCGGGGTAACGGCCCGC 
CAAGCCGAAGATCCGTACGGGCCATGAGAGTGGGAGCCCGGAGATGGACCCTGAGACAAGGGTCCAGGCC 
CTACGGGGCGCACCAGGCGCGAAACCTCCGCAATGCGGGAAACCGCGACGGGGTCAGCCGGAGTGCCCGC 
GCATCGCSSTGTCGGGGTGCC TAAAAAGCACCCCACAGCAAGGGCCGGGCAAGGCCGGTGGCAGCCGCCG 
CGGTAATACCGGCGGCCCGAGTGGCGGCCACTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCTGGTAAG 
TCCCCCGGGAAATCTGGCGGCTTAACCGTCAGAATTCCGGGGGATACTGCCAGCCTAGGGACCGGGAGAG 
GCCGGGGGAATTCCCGGGGTAGGGGTGAAATCCTATAATCCCGGGAGGACCACCTGTGGCGAAGGCGCCC 
GGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCC 
TGGCTGTAAACGATGCGGGCTAGGTGTCGGGCCAGCTACGAGCTGGCCCGGTGCCGGAGGGAAGCCGTTA 
AGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACGACAACGG 
GTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGAAGCTTACCGGGGGAGACARCTCGATGAAGGTCGG 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


GCTGAAGACCCTACCAGAGTAGCTGAGAGGTGGTGCATGGCCGCCGTCAGTTCGTACTGTGAAGCATCCT 
GTTAAGTCAGGCAACGAGCGAGACCCGCGCCCCCAGTTGCCAGCGGGTCTTCGGGGATGCCGGGCACACT 
GGGGGGACTGCCGGCGCTAAGCCGGAGGAAGGTGCGGGCAACGGCAGGTCCGTATGCCCCGAATCCCCCG 
GGCTACACGCGGGCTACAATGGCCGGGACAATGGGTACCGACCCCGAAAGGGGGAGGTAATCCCCTAAAC 
CCGGCCCCACCTGGGATCGAGGGCTGCAACTCGCCCTCGTGAACCTGGAATCCGTAGTAATCGCGCCTCA 
AAATGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAGTGGGCCAGGGG 
CGAGGCCCGCTCCTAAGGGGCGGGTCGAGCCCAGGGTCCGCGAGGGGGGCGAAGTCGTAACAAGGTAGCC 
GTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|265678616|ref|NR_028921.1| Pyrobaculum arsenaticum strain PZ6 16S ribosomal RNA, partial sequence 
GCGCCCGGGANCGGCGCACGGCTCAGTAACACGTGCCCAACCTACCCTCGGGAGGGGGACACCCCCGGGA 
AACTGGGGCCAATCCCCCATAGGGGAAGGGCGCTGGAAGGCCCCTTCCCCAAAAGGGACCGCGGCCGATC 
CGCCGCAGTCCGCCCGAGGATGGGGGCACGGCCCATCAGGTAGTTGGCGGGTTAAAGGCCCGCCAAGCCG 
AAGACGGGTAGGGGCGGTGAGAGCCGCGAGCCCCGAGATCGGCACTGAGACAAGGGCCGAGGCCCTACGG 
GGTGCAGCAGGCGCGAATACTCCGCAATGCGGGCAACCGCGACGGGGCTACCCCGAGTGCCGGGCGAAGA 
GCCCGGCTTTTGCCCGGTCTAAAACGCCGGGAGAATAAGTGGGGGGCAAGTCTGGTGTCAGCCGCCGCGG 
TAATACCAGCCCCACGAGTGGTCGGGGTGTTTACTGGGCTTAAAGCGCCCGTAGCCGGCCCGGCAAGTCG 
CTCCTGAAATCCCCGGGCCCAACCCGGGGGCGGGGGGCGATACTGCCGGGCTAGGGGGCGGGAGAGGCCG 
CCGGTACTCCGGGGGTAGGGGCGAAATCCGTTAATCCCCGGAGGACCACCAGTGGCGAAAGCGGGCGGCC 
AGAACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGGAGCAAAGGGGATTAGATACCCCTGTAGTCCCGGC 
CGTAAACGATGCGGGCTAGCTGTCGGCTGGGCTTAGGGCCCGGCCGGTGGCGAAGGGAAACCGTTAAGCC 
CGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGGGCACCACAAGGGGTGA 
AGCTTGCGGCTTAATTGGAGTCAACGCCGGAAACCTCACCCGGGGCGACAGCAGGATGAAGGCCAGGCTA 
ACGACCTTGCCGGACGAGCTGAGAGGAGGTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTCCGGTTA 
AGTCCGGCAACGAGCGAGACCCCCGCCCCTAGTTGCTTACCCCGTCCTACGGGACGGGGGGCACACTAGG 
GGGACTGCCGGCGTAAGCCGGAGGAAGGAGGGGGCCACGGCAGGTCAGTATGCCCCGAAACCCCGGGGCT 
GCACGCGAGCTGCAATGGCGGGGACAGCGGGAACCGACCCCGAAAGGGGGAGGCAATCCCGTAAACCCCG 
CCCCAGTAGGGATCGAGGGCTGCAACTCGCCCTCGTGAACGTGGAATCCCTAGTAACCGCGTGTCACCAA 
CGCGCGGTGAATACGTCCCTGCCCCTTGCACACACCGCCCGTCGCACCACCCGAGGGAGCTCCCTGCGAG 
GCCCCTTGCCGAAAGGTGGGGGGACGAGCAGGGGGCTCCCAAGGGGGGTG 


>gi|265678611|ref|NR_028916.1| Ignicoccus pacificus strain LPC33 16S ribosomal RNA, partial sequence 
GACCGCTATCGGGGTAAGGCTAAGCCATGGGAGTCGAACGCCCGCCGCCGCGGGCGTGGCGGACGGCTGA 
GTAACACGTGGCTAACCTACCCTCGGGAGGGGGATAACACCGGGAAACTGGTGCTAATCCCCCATAGGGG 
CGGTGGCCTGGAAGGGTACCGCCCCGAAAGGGCCTGGGGGGAACGCCCCAGGTCCGCCCGAGGATGGGGC 
TGCGCCCTATCAGGTAGTTGGCGGGGTAATGGCCCGCCAAGCCTAAGACGGGTAGGGGCCGTGGGAGCGG 
GAGCCCCCAGATGGGCACTGAGACAAGGGCCCAGGCCCTACGGGGCGCACCAGGCGCGAAAACTCCGCAA 
TGCGGGCAACCGTGACGGGGTTACCCCGAGTGCCCCCGTTTGGGGGCTTTTCCCCGCTGTAAACAGGCGG 
GGGTAATAAGCGGGGGGCAAGTCTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAGTGGTCGGGACG 
ATTATTGGGCCTAAAGCGCCCGTAGCCGGCCTGGTAGGTCCCCTCCTAAAGCCCGGGGCTCAACCCCGGG 
CCTGGAGGGGAAACCACCAGGCTAGGGGGCGGGAGAGGCCGAGGGTACTCCCGGGGTAGGGGCGAAATCC 
GATAATCCCGGGAGGACCGCCAGTGGCGAAGGCGCTCGGCTGGAACGCGCCCGACGGTGAGGGGCGAAAG 
CCGGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCCGGCTGTAAACGATGCGGGCTAGGTGTTGGGCG 
GGCTTGGAGCCCGCCCAGTGCCGCAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCT 
GAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAGCCTGCGGCTTAATTGGAGTCAACGCCG 
GGAACCTCACCGGGGGCGACAGCAGGATGAAGGTCAGGCTGAAGACCTTACCTGACGCGCTGAGAGGAGG 
TGCATGGCCGTCGCCAGCTCGTGCCGTGAGGTGTCCGGTTAAGTCCGGCAACGAGCGAGACCCCCACCCC 
TAGTTGCTACCCGGGGCTCCGGCCCCGGGGCACACTAGGGGGACTGCCGCCGTATAAGGCGGAGGAAGGA 
GGGGGCTATGGCAGGTCAGCATGCCCCGAAACCCCCGGGCTGCACGCGGGC TACAATGGCGGGGACAGCG 
GGTCGCGACCCCGAAAGGGGGAGCTGATCCCTCAAACCCCGCCGAGGTTGGGATCGAGGGCTGCAACTCG 
CCCTCGTGAACGCGGAATCCCTAGTAACCGCACGTTAGCATCGTGCGGTGAACACGTCCCTGCTCCTTGC 
A 


>gi|265678572|ref|NR_028877.1| Staphylothermus hellenicus strain P8 16S ribosomal RNA, partial sequence 
TTCCGGTTGATCCTGCCGGACCCGACCGCTATCGGGGTGGGGC TAAGCCATGGGAGTCGTACGCTCCGCC 
GCTGCGGAGCGTGGCGGACGGCTGAGTAACACGTGGCTAACCTACCCTCGGGAGGGGGATAACACCGGGA 
AACTGGTGCTAATCCCCCATAGGGGAGGACGCCTGGAAGGGTTCCTCCCCGAAAGGGTGCGGCGGGGGTT 
ATCGCCGCCGCGCAGCCCGAGGATGGGGCTGCGGCCCATCAGGTAGTTGGCGGGGTAACGGCCCGCCAAG 
CCGATAACGGGTAGGGGCCGTGAGAGCGGGAGCCCCCAGATGGGCACTGAGACAAGGGCCCAGGCCCTAC 
GGGGTGCACCAGGCGCGAAACCTCCGCAATGCGGGCAACCGTGACGGGGTCACCCCGAGTGCCCCCTAAT 
TAGGGGGCTTTTCCCCGCTGTAAGAAGGCGGGGGAATAAGCGGGGGGCAAGACTGGTGTCAGCCGCCGCG 
GTAATACCAGCCCCGCGAGTGGTCGGGACGATTATTGGGCCTAAAGCGCCCGTAGCCGGCCTGGCAAGTC 
CCCTCCTAAATCCCCGGGCTCAACCCGGGGACTGGAGGGGAAACTGCCAGGCTAGGGGGCGGGAGAGGCC 
GAGGGTACTCCCGGGGTAGGGGCGAAATCCTATAATCCCGGGAGGACCACCAGTGGCGAAGGCGCTCGGC 
TGGAACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCCGG 
CTGTAAACGATGCGGGCTAGGTGTTGGGCGGGCTTAGAGCCCGCCCAGTGCCGCAGGGAAGCCGTTAAGC 
CCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTG 
GAGCCTGCGGTTTAATTGGAGTCAACGCCGGGAACCTCACCGGGGGCGACAGCAGGATGACGGCCAGGCT 
AACGCCTTGCCCGACGCGCTGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGCCGTGAGGTGTCCGGTTA 
AGTCCGGCAACGAGCGAGACCCCCGCCCCTAGTTGCTACCCGGAGCTCCGGCTCCGGGGCACACTAGGGG 
GACTGCCGCCGTATAAGGCGGAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAATCCCCCGGGCT 
ACACGCGGGCTACAATGGCGGGGACAGCGGGATCCGACCCCGTAAGGGGGAGGCAATCCCTCAAACCCCG 
CCGCAGTTGGGATCGAGGGCTGCAACTCGCCCTCGTGAACGTGGAATCCCTAGTAACCGCGCGTCATCAT 


CGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGT 


>gi|265678557|ref|NR_028861.1| Methanocaldococcus indicus strain SL43 16S ribosomal RNA, partial sequence 
AGGCCACTGCTATCGGGGTCCGACTAAGCCATGCGAGTCATGGGGTCCCTTCGGGGACACCGGCGAACGG 
CTCAGTAACACGTGGCTAACCTACCCTCGGGTGGGGGATAACCTCGGGAAACTGAGGCTAATCCTCCATA 
GGGGAGGAGGTCTGGAACGATCCCTCCCCGAAAGGCCTCGTGCCGCCCGAGGATGGGGCCGCGGCGGATT 
AGGTAGTTGGTGGGGTAACGGCCCACCAAGCCTACGATCCGTACGGGCCCTGAGAGGGGGAGCCCGGAGA 
TGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGCGAAAGC 
GTGACGGGGGGACCCCGAGTGCCCTGCCTCTGGTAGGGCTTTTCCGGAGTGTAAACAGCTCCGGGAATAA 
GGGCTGGGCAAGTCCGGTGCCAGCAGCCGCGGTAATACCGGCGGCCCAAGTGGTGGCCACTGTTATTGGG 
CCTAAAGCGTCCGTAGCCGGCCCAGTAAGTCCCTGCTTAAATCCCGCGGCTTAACCGCGGGGCTGGCGGG 
GATACTGCTGGGCTTGGGACCGGGAGAGGCCGGGGGTACTCCAGGGGTAGCGGTGAAATGCGTTGATCCC 
TGGAGGACCACCTGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCGGGGGAG 
CAAACCGGATTAGATACCCGGGTAGTCCCGGCTGTAAACTCTGCGGACTAGGTATTGCGTGCCCTTCGGG 
GGCACGCAGTGCCGAAGGGAAGCCGTTAAGTCCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTTAA 
AGGAATTGGCGGGGGAGCACTACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGAATCTCA 
CCAGGGGCGACGGCAGGATGAAGGCCAGGTTGACGACCTTGCCAGACGCGCCGAGAGGTGGTGCATGGCC 
GTCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGTAACGAGCGAGACCCGTGCCCCATGTTGCTA 
CCTTCCCCTCCGGGGGAAGGGCACTCATGGGGGACCGCCGCCGAAAAGGCGGAGGAAGGTGCGGGCAACG 
ACAGGTCCGCATGCCCCGAATCCCCTGGGCTACACGCGGGCTACAATGGCCGGGACAGTGGGTTGCGACC 
CCGAAAGGGGTAGCAAATCCCCTAAACCCGGTCGTAGTCCGGATCGAGGGCTGTAACTCGCCCTCGTGAA 
GCCGGAATCCGTAGTAATCGCGCCTCACCATGGCGCGGTGAATGCGTCCCTGCTCCTTGCACACACCGCC 
CGTCACACCACCCGAGTCGAGCCCAAGTGAGGCCTCGTCCGAAAGGGCGGGGTCGAACTTGGGTTCGGCG 
AGGGGGGTG 


>gi|265678552|ref|NR_028856.1| Methanoculleus submarinus strain Nankai-1 16S ribosomal RNA, partial 
sequence 
AGGTCAMTGCTATCGGGGTTAGANTAAGCCATGCGAGTCGAGAGGGTTCGGCCCTCGGCGTACTGCTCAG 
TAACACGTGGATAACCTGCCCTAAGGAAGGGGATAACCCCGGGAAACTGGGAATAATACCCTATAGGTTA 
CAGATGCTGGAATGCTCTGTAACTCAAAGTTCAGGCGCCTTAGGATGGATCTGCGGCCGATTAGGTTGTT 
GTTGGGGTAACGGCCCAACAAGCCAGTAATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGTTGGATTCT 
GAGACACGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCGGGCAACCGTGATAAG 
GGAACCTCGAGTGCCTGTATATGCAGGCTGTCCAGGTGTCTAAAACACACCTGAAGAAAGGGCCGGGCAA 
GACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCACTTTTATTGGGCTTAAAGCGTT 
CGTAGCTGGGTTGTTAAGTCTCTTGGGAAATCCGGCGGCTCAACCGTCGGGCGTCTAAGAGATACTGGCG 
GTCTTGGAACCGGGAGAGGTGAGGGGTACTTCGGGGGTAGGAGTGAAATCCTGTAATCCTCGAGGGACCA 
CCTGTGGCGAAGGCGCCTCACCAGAACGGCTTCGACAGTGAGGGACGAAAGCTGGGGGAGCAAACCGGAT 
TAGATACCCGGGTAGTCCCAGCCGTAAACGATGTGCGTTAGGTGTATCGACGACCACGAGTCGTCGAGGT 
GCCGAAGGGAAACCGTGAAACGTACCGCCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATTGGC 
GGGGGAGCACCACAACAGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGGAATCTCACCGGATAAGA 
CAGCGGAATGATTGCCGGGCTGAAGACTCTGCATGACTAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTT 
CGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCCAGCATGATCTC 
CGGATTGATGGGGACACTGTTGGGACCGCCTCTGCTAAAGAGGAGGAAGGAATGGGCAACGGTAGGTCAG 
CATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGGCAGGACAATGGGTATCGACACCGAAAGGT 
GGAGGCAATCTCCTAAACCTGTCCGTAGTTCGGATTGTGGGCTGTAACTCGCCCACATGAAGCTGGAATC 
TGTAGTAATCGCGTTTCAAAATAACGCGGTGAATGTGTCCCTGCTCCTTGCACACACCGCCCGTCAAACC 
ACCCGAGTGGGGTTTGGATGAGGCTGCGGTCGTTGCCGCAGTCGAATCTAGGTTCGCAGGGGGTT 


>gi|265678527|ref|NR_028831.1| Archaeoglobus veneficus strain SNP 6 16S ribosomal RNA, partial sequence 
GTTTGATCCTGCCAGAGGTYACTGCTATCCGGCTGGGACTAAGCCATGCTAGTCAAGGGGCTTGTACCCT 
TCGGGGTGCAAGCACCGGCGGACGGCTCAGTAACACGTGGACAACCTGCCCTCGGGAGGGGGATAACCCC 
GGGAAACTGGGGCTAAACCCCCATAGGAGATGGGTACTGGAATGTCCCATCTCCGAAAGTCCGCAAGGAG 
CCCGAGGATGGGTCTGCGGCGGATTAGGTAGTTGGCGGGGTAACGGCCCGCCAAGCCGAAGATCCGTACG 
GGCTGTGAGAGCAGGAGCCCGGAGATGGACCCTGAGACAAGGGTCCAGGCCCTACGGGGCGCAGCAGGCG 
CGAAACCTCCGCAATGCGGGAAACCGCGACGGGGTTAGCCGGAGTGTCCGCGCATCGCGCGGACTGTCGG 
GGTGCCTAAACAGCACCCCATAGCAAGGGCCGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGG 
CCCGAGTGGCGGCCACTCTTATTGGGCCTAAAGCGTCCGTAGCCGGTCTGGTAAGTCCCCCGGGAAATCT 
GGCGGCTTAACCGTCAGACTGCCGGGGGATACTGCCAGACTAGGGACCGGGAGAGGCCGAGGGTATTCCC 
GGGGTAGGGGTGAAATCCTGTAATCCCGGGAGGACCACCTGTGGCGAAGGCGCTCGGCTGGAACGGGTCC 
GACGGTGAGGGACGAAGGCCTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCAGGCTGTAAACGATG 
CGGGCTAGGTGTCACCGGAGCTACGAGCTCCGGTGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGG 
AAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACGGGTGGAGCCTGCGGTT 
TAATTGGATTCAACGCCGGGAAGCTTACCGGGGGAGACAGCGGGATGAAGGTCGGGCTGAAGACCTTACC 
AGACTAGCTGAGAGGTGGTGCATGGCCGCCGTCAGTTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAA 
CGAGCGAGACCCGCGCCCTCAGTTGCCAGCGGATCCCTTCGGGGATGCCGGGCACACTGGGGGGACTGCC 
GGCGCTAAGCCGGAGGAAGGTGCGGGCAACGGCAGGTCCGTATGCCCCGAATCCCCCGGGCTACACGCGG 
GCTACAATGGCCGGGACAATGGGTACCGACCCCGAAAGGGGTGGGTAATCTCCTAAACCCGGTCTAACCT 
GGGATCGAGGGCTGCAACTCGCCCTCGTGAACCTGGAATCCGTAGTAATCGCGCCTCAAAATGGCGCGGT 
GAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAGCCACCCGAGTGGGCCATGGGTGAGGGCCGCCC 
CTAAGGGGCGGTTCGAACCCAGGGTCCGCGAGGGGGGCTAAGTCGTAACAA 


>gi|265678476|ref|NR_028779.1| Methanobrevibacter acididurans strain ATM 16S ribosomal RNA, partial 
sequence 


GATTTCTGTTTGATCCTGGCAGAAGCTACTGCTATTGGGATTCGATTAAGCCATGCAAGTCGAAAGAATT 
TATATTCTTGGCGTACGGCTCAGTAACACGTGGATAACCTACCCTTAGGACTGGGATAACTCTGGGAAAC 
TGGAGATAATACTGGATAGATGATTTTTCCTGTAATTGGTATTTTGTTGAAATGTTTTTTCGCCTAAGGA 
TGGGTCTGCGGCCGATTAGGTAGTTGGTGAGGTAATGGCTTACCAAGCCGTTTATCGGTACGGGTTGTGA 
GAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGCCCTACGGGGCGCAGCAGGCGCTAAACCT 
CCGCAATGTGAGCAATCGCGACGGGGGGATCCCAAGTGCCATTCTTAACGGGATGGCTTTTCTTAAGTGT 
AAAGAGCTTTTGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCCGGCAGCTCTAGT 
GGTAGCTGTTTTTATTGGGCCTAAAGCGTTCGTAGCCGGTTTAATAAGTCTTTGGTGAAATCCTGTTTTT 
TAACTATGGGAATTGCTGAGGATACTGTTAGGCTTGAGGTCGGGAGAGGTTAGCGGTACTCCCAGGGTAG 
GGGTGAAATCCTGTAATCCTGGGAGGACCACCTGTGGCGAAGGCGGCTAACTGGAACGAACCTGACGGTG 
AGGGACGAAAGCTAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCGGACTG 
GGTGTTGGGATGGCTTTGAGCTGTTTCGGTGCCGAAGGGAAGCTGTTAAGTCCGCCGCCTGGGAAGTACG 
GTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTGCGGTTTAATTGG 
ATTCAACGCCGGAGATCTCACCAGGGGCGACAGCAGTATGATGGCCAGGTTGATGGCCTTGCTTGACAAG 
CTGAAGANGAGGTGCATGGCCCGCCGTCAGCTCGTACCGTGAGGAGTCCTGTTAAGTCAGGCAACGAGCG 
AGACCCCACGCTCTTAGTTACCAGCGGGATCCTTTTTTGGATGCCGGGCACACTAAGGGGACCGCCAGTG 
ATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCTACACGCGGGCTA 
CAATGGCTGAGACAATGGGTTACGACGCTGAAAAGCGGAGTTAATCCTCTAAACTTAGTCGTAGTTCGGA 
TTGAGGGCTGTAACTCGCCCTCATGAAGCTGGAATGCGTAGTAATCGCGTGTCACAATCGCGCGGTGAAT 
ACGTCCCTGCTCCTTGCACACACCGCCCG 


>gi|265678399|ref|NR_028701.1| Methanocaldococcus vulcanius strain M7 16S ribosomal RNA, partial sequence 
TTTCCGGTTGATCCTGCCGGAGGCCACTGCTATCGGGGTCCGACTAAGCCATGCGAGTCAAGGGGCTCCT 
TCGGGAGCACCGGCGCACGGCTCAGTAACACGTGGCTAACCTACCCTCGGGAGGGGGATAACCTCGGGAA 
ACTGAGGCTAATCCCCCATAGGGGAGGAGGTCTGGAACGATCCCTCCCCGAAAGTTCCGGCGCCCGAGGA 
TGGGGTTGCGGAGGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGACGATCCGTACGGGCCCTGA 
GAGGGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCT 
CCGCAATGCACGAAAGTGCGACGGGGGGACCCCGAGTGCCATCCCAACGGGATGGCTTTTCCGGAGTGTA 
AACAGCTCCGGGAATAAGGGCTGGGCAAGTCCGTGCCAGCAGCCGCGGTAATACCGGCGGCCCAAGTGGT 
GGCCACTGTTATTGGGCCTAAAGCGTCCGTAGCCGGCCCAGTAAGTCTCTGCTTAAATCCTGCGGCTCAA 
CCGCAGGGCTGGCAGAGATACTGCTGGGCTTGGGACCGGGAGAGGCCGGGGGTACCCCAGGGGTAGCGGT 
GAAATGCGTTGATCCCTGGGGGACCACCTGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGG 
ACGAAGGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACTCTGCGGACTAGGTG 
TCGCGTCGGCTTCGGGCCGACGCGGTGCCGAAGGGAAGCCGTTAAGTCCGCCGCCTGGGGAGTACGGTCG 
CAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACGGGTGGAGCCTGCGGTTTAATTGGATTC 
AACGCCGGGCATCTCACCAGGGGCGACGGCAGGATGAAGGCCAGGTTGACGACCTTGCCAGACGCGCCGA 
GAGGTGGTGCATGGCCGTCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGTAACGAGCGAGACCC 
GTGCCCCATGTTGCAACCTCCTCCTCCGGGAGGAGGGCACTCATGGGGGACCGCCGGCGCTAAGCCGGAG 
GAAGGTGCGGGCAACGACAGGTCCGCATGCCCCGAATCCCCTGGGCTACACGCGGGCTACAATGGCCGGG 
ACAATGGGAAGCGACCCCGAAAGGGGGAGCGAATCCCCTAAACCCGGTCGTAGTCCGGATCGAGGGCTGT 
AACTCGCCCTCGTGAAGCCGGAATCCGTAGTAATCGCGCCTCACCATGGCGCGGTGAATGCGTCCCTGCT 
CCTTGCACACACCGCCCGTCACGCCACCCGAATTGAGCCCAAGTTGAAGCCCTGTCCGCAAAGGGCAGGG 
TCCAAACTTGTTCAGCAAGGGGGG 


>gi|265678344|ref|NR_028646.1| Methanotorris formicicus strain Mc-S-70 16S ribosomal RNA, partial 
sequence 
GATCCTGCCGGAGGCCACTGCTATTGGGGTCCGACTAAGCCATGCGAGTCTATGGGCTTTTGCCCATGGC 
GGACGGCTCAGTAACACGTGGCTAACCTACCCTCGGGTGGGGGATAACCTCGGGAAACTGAGGATAATCC 
CCCATAGGGGAAGAGGTCTGGAATGATTCTTCCCCGAAAGCATATGCGCCCGAGGATGGGGCTGCGGCCG 
ATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCTACGATCGGTACGGGCCCTGAGAGGGGGAGCCCGG 
AGATGGGGACTGAGACACGGCCCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGCGAA 
AGCGCGACGGGGGGACCCCAAGTGCCCATGCACTGCATGGGCTTTTCCGGAGTGTAAACAGCTCCGGGAA 
TAAGGGCTGGGCAAGTCCGGTGCCAGCAGCCGCGGTAATACCGGCAGCCCAAGTGGTGGCCACTTTTATT 
GGGCCTAAAGCGTCCGTAGCCGGCCCAGTAAGTCCCTGCTTAAATCCTACGGCTTAACCGTAGGACTGGC 
AGGGATACTGCTGGGCTTGGGACCGGGAGAGGGCAGGGGTACTCCGGGGGTAGCGGTGAAATGTGTTGAT 
CCCCGGAGGACCACCTATGGCGAAGGCACCTGCCTGGAACGGGTCCGACGGTGAGGGACGAAAGCCAGGG 
GAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGCTGCGGACTAGGTGTCGGGTAGGCCTT 
GTGCCTACCCGGTGCCGAAGGGAAGCCGTTAAGTCCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACT 
TAAAGGAATTGGCGGGGGAGCACTACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGCATC 
TTACCAGGGGCGACGGCAGGATGAAGGCCAGGTTGACGACCTTGCCAGACGCGCCGAGAGGTGGTGCATG 
GCCGTCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGTAACGAGCGAGACCCGCGCCCCATGTTG 
CCATCCTTCCCTCTGGGGGAGAGGCACTCATGGGGGACCGCTGGCGCTAAGCCAGAGGAAGGAGCGGGCA 
ACGACAGGTCCGCATGCCCCGAATCCCCTGGGCTACACGCGGGCTACAATGGCTGGGACAATGGGATGCA 
ACCCCGAAAGGGGGAGCAAATCCCCTAAACCCAGCCGTAGTTCGGATCGTGGGCTGTAACTCGCCCACGT 
GAAGCTGGAATCCGTAGTAATCGCGCCTCATCATGGCGCGGTGAATGCGTCCCTGCTCCTTTGCACACAC 
CGCCCGTCACGCCACCCCGAGTTGGGGTTTTAAGGGTGAGGACC 


>gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana strain IC-059 16S ribosomal RNA, partial sequence 
GACCCGACCGCTATCGGGGTGGGGCTAAGCCATGCGAGTCGTACGCCCGGGGACCGCCGGGCGTGGCGCA 
CGGCTCAGTAACACGTGCCTAACCTACCCTCGGGAGGGAGATAACCCCGGGAAACTGGGGCTAATCCCCC 
ACAGGAGAGGGCGCTGGAAGGCCCCTTCTCCGAAATGGATTACGGCCGATCTGCCGCAATCCGCCCGAGG 
ATGGGGGCACGGCCCATCATGGTAGTTGGCGGGGTAACGGCCCGCCAAGCCGAAGACGGGTGGGGGCCGT 
GAGAGCGGGAGCCCCGAGATGGGCACTGAGACAAGGGCCCAGGCCCTACGGGGTGCAGCAGGCGCGAAAA 


CTCCGCAATGCGGGAAACCGTGACGGGGCCACCCCGAGTGCCGCCCGAAGAGGGCGGCTTTTGCCCGGTG 
CAAAAAGCCGGGCGAATAAGCGGGGGGCAAGTCTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAGT 
GGTCGGGGTGCTTACTGGGCCTAAAGCGCCCGTAGCCGGCCCGGTAAGTCGCCCCTGAAATCCACGGGCT 
CAACCCGTGGGCTGGGGGCGAAACTGCCGGGCTTGGGGGCGGGAGAGGCCGAGGGTACTCCCGGGGTAGG 
GGCGAAATCCGATAATCCCGGGAGGACCACCAGTGGCGAAGGCGCTCGGCTGGAACGCGCCCGACGGTGA 
GGGGCGAAAGCTGGGGGAGCAAAGGGGATTAGATACCCCTGTAGTCCCAGCTGTAAACTATGCGGGCCAG 
CTGTTGGACGGGCTTAGAGCCCGCCCAGTGGCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGG 
CCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGGGCACCACAAGGGGTGAAGCTTGCGGCTTAATTGGA 
GTCAACGCCGGAAACCTTACCCGGGGCGACAGCAGGATGATGGCCAGGCTAACGACCTTGCCGGACGAGC 
TGAGAGGAGGTGCATGGCCGTCGTCAGCTCGTGCCGCGAGGTGTCCGGTTAAGTCCGGCAACGAGCGAGA 
CCCCCACCCCTAGTTGCTACCCGGTCCTTCGGGACCGGGGGCACACTAGGGGGACTGCCGGCGTAAGCCG 
GAGGAAGGAGGGGGCCACGGCAGGTCAGTATGCCCCGAAACCCCGGGGCTGCACGCGAGCTGCAATGGCG 
GGGACAGCGGGATCCGACCCCGAAAGGGGAAGGCAATCCCGTAAACCCCGCCCCAGTAGGGATCGAGGGC 
TGCAACTCGCCCTCGTGAACGTGGAATCCCTAGTAACCGCGTGTCACCAACGCGCGGTGAATACGTCCCT 
GCCCCTTGCACACACCGCCCGTCGCGCCACCCGAGGGAGCCCCCAACGAGGCCTCTTCTTTCCAGGGTAA 
CCCCCTGGGGAGGGGAGGACGAGTTGGGGGCTCCCGAGGGGGGCGAAGTCGTAACAAGGTGGCCGTAGGG 
GAACCTG 


>gi|265678307|ref|NR_028609.1| Sulfolobus tokodaii strain 7 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGACCCGACCGCTATCGGGGTAGCACTAAGCCATGGGAGTCGTACACCCCCG 
GGCAAGGGGGTGTGGCGGACGGCTGAGTAACACGTGGCTAACCTACCCTCGGGAGGGGGATAACCCCGGG 
AAACTGGGGATAATCCCCCATAGGGGAGGAGTCCTGGAACGGTTCCTCCCTTAAAAGGGTATGGGCTATT 
TCCCGCTCATACCCGCCCGAGGATGGGGCTGCGGCCCATCAGGCTGTTGGCGGGGTAACGGCCCGCCAAA 
CCTATAACGGGTAGGGGCCGTGGGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGCCCTAC 
GGGGCGCACCAGGCGGGAAACGTCCCCAATGCGCGAAAGCGTGAGGGCGCTACCCCGAGTGCCCCCGTAA 
GGGGGCTTTTCCCCGCTCTACAAAGGCGGGGGAATAAGCGGGGGGCAAGTCTGGTGTCAGCCGCCGCGGT 
AACACCAGCTCCGCGAGTGGTCGGGACGCTTACTGGGCCTAAAGCGCCTGTAGCCGGCCCACTAAGTCGC 
CCCTTAAAGACCCGGGCTCAACCCGGGAAATGGGGGCGATACTGGTGGGCTAGGGGGCGGGAGAGGCTAG 
GGGTACTCCCAGAGGAGGGGCGAAATCCGTAGATCCTGGGAGGACCACCAGTGGCGGAGGCGCCTAGCTA 
GAACGCGCCCGACGGTGAGAGGCGAAAGCCGGGGCAGCAAATGGGATTAGATACCCCAGTAGTCCCGGCT 
GTAAACGATGCGGGCTAGGTGTCAGGTGGGCTTAGAGCTCACCTGGTGCCGCAGGGAAGCCGTTAAGCCC 
GCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGA 
ACCTGCGGCTCAATTGGAGTCAACGCCTGGAATCTTACCGGGGGAGACCGCAGGATGACGGCCAGGCTAA 
CGACCTTGCCTGACTCGCGGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCTGTTAA 
GTCAGGCAACGAGCGAGACCCCCACCCCTAGTTGGTATCCCCATCTCCGGATGGGGGCCACACTAGGGGG 
ACTGCCGCCGTAAGGCGGAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAAACCCCCGGGCCGCA 
CGCGGGTTACAATGGCAGGGACAGCGGGATTGCGACCCCGAAAGGGGGAGCCAATCCCCCAAACCCTGCC 
GCAGTTGGGATCGAGGGCTGAAACCCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCGGGTCAACAACC 
CGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGAGAGGAAGGGGTGAGGT 
CCCCTGCGATGAGTGGGGGATCGAACTCCTTCCTCTCGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTAG 
GGGAACCTGCGGCTGGATCACCTCA 


>gi|254971315|ref|NR_028233.1| Halomicrobium katesii Al-5 16S ribosomal RNA, partial sequence 
GAATTATTCCGGTTGATCCTGCCGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTCGCACGG 
GCTTAGACCCGTGGCGTATAGCTCAGTAACACGTGGCCAAACTACCCTATAGACCATGATAACCTCGGGA 
AACTGAGGCTAATCGTGGATATCGCATTCACGCTTGAACTGCCGAATGCGAGAAACGTTCCGGCGCTATA 
GGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTGG 
TGACAGCCAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAA 
CCTTTACACTGCACGACAGTGCGATAGGGGGACTCCGAGTGCGAGGGCATATAGCCCTCGCTTTTTTCGA 
CCCTAAGGTGGTCGACGAATAAGGACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGTCCG 
AGTGATGGCCGCTGTTATTGGGCCTAAAGCGTCCGTAGCTTGCCGTGAAAGTCTATCGGGAAATCGACGC 
GCTCAACGCGTCGGCTTCCGGTGGAAACTGCACGGCTTGGGGCCGGAAGACTCAGCGGGTACGTCTGGGG 
TAGGAGTGAAATCCTGTAATCCTGGACGGACCACCAATGGCGAAAGCACGCTGAGAAGCCGGACCCGACA 
GTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGCTCG 
TTAGGTCTGCCGTGCACTACGAGTGCACGGTGAGCCGAAGTGAAGACGATAAACGAGCCGCCTGGGAAGT 
ACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGGTTTAAT 
TGGACTCAACGCCGGACATCTCACCGGTCCCGACAGTAATAACGACGGTCAGCTTGACGAGCTTACCCGA 
GTTACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCATCCTGTTAAGTCAGGTAACGAG 
CGAGACCCGCATCTGTAGTTGCCAGCGATACCCTTGTGGTAGTCGGGTACACTACAGAGACCGCCGACGC 
TAAGTCGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGGACCGGGCAACACGCGGGCTAC 
AATGGTCGAGACAATGGGTTGCGATACCGAGAGGTAGAGCTAATCTCCCAAACTCGGTCGTAGTTCGGAT 
TGTGGGCTGAAACTGGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATA 
CGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCATCATGCGAT 
GGTCAAATCTGCTCGCATG 


>gi|254971311|ref|NR_028229.1| Haloarcula amylolytica BD-3 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTCA 
GACTCGTAGCATATAGCTCAGTAACACGTGGCCAAACTACCCTACAGACCGCGATAACCTCGGGAAACTG 
AGGCCAATAGCGGATACAACTCTCAGACTGGAGTATCGAGAGTTAGAAACGTTCCGGCGCTGTAGGATGT 
GGCTGCGGCCGATTAGGTAGATGGTGGGGTAACGGCCCACCATGCCGATAATCGGTACAGGTTGTGAGAG 
CAAGAGCCTGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACAGTGCGATAGGGGGGCTCCGAGTGTGAGGGCATATAGCCCTCGCTTTTCTGTACCGTAA 
GGTGGTACAGGAACAAGGACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGTCCAAGTGAT 


GGCCGATATTATTGGGCCTAAAGCGTCCGTAGCTTGCTGTGTAAGTCCATTGGGAAATCGACCAGCCCAA 
CTGGTCGGCGTCCGGTGGAAACTACACAGCTTGGGGCCGAGAGACTCAACGGGTACGTCCGGGGTAGGAG 
TGAAATCCTGTAATCCTGGACGGACCACCAATGGGGAAACCACGTTGAGAGACCGGACCCGACAGTGAGG 
GACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACAATGCTCGCTAGGT 
ATGTCACGCGCCATGAGCACGTGATGTGCCGTAGTGAAGACGATAAGCGAGCCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCGGTCCCGACAGTAGTAATGACGGTCAGGTTGACGACTTTACTCGACGCTAC 
TGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGA 
CCCACACTTCTAGTTGCCAGCAACACCCCTGCGGTGGTTGGGTACACTAGGAGGACTGCCATTGCTAAAA 
TGGAGGAAGGAATGGGCAACGGTAGGTCAGTATGCCCCGAATGGACCGGGCAACACGCGGGCTACAATGG 
CTATGACAGTGGGATGCAACGCCGAGAGGCGACGCTAATCTCCAAACGTAGTCGTAGTTCGGATTGCGGG 
CTGAAACCCGCCCGCATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGTCATGCGACGGTCGA 
ATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGAGGAATCTGCGGCTGGATCACCTC 
cT 


>gi|254971297|ref|NR_028215.1| Haloferax denitrificans S1 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCA 
TACTCGTGGCGAAAAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTG 
AGGCTAATAGTTCATACGGGAGTCATGCTGGAATGCCGACTCCCCGAAACGCTCAGGCGCTGTAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGAAAGTCGATTAAGGGGACCCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCTCGACTGTAA 
GGCGGTCGAGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGAT 
GACCGATATTATTGGGCCTAAAGCGTCCGTAGCCGGCCACGAAGGTTCATCGGGAAATCCGCCAGCTCAA 
CTGGCGGGCGTCCGGTGAAAACCACGTGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAG 
TGAAATCCTGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGT 
GTGGCACAGGCTACGAGCCTGTGTGTGCCGTAGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCGC 
AAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCA 
ACGCCGGACATCTCACCAGCTCCGACTACAGTGATGACGATCAGGTTGATGACCTTATCACGACGCTGTA 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCACTTCTAATTGCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCG 
GAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGTC 
GAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGGGC 
TGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACACACGGTGGTCGAAT 
CTGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971296|ref|NR_028214.1| Natrialba asiatica 172P1 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTCGCACGAGTTTA 
GACTCGTGGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATAGATCCGGCCAACCTCGGGAAACTG 
AGGCTAATCCGGAATAACGCTTTCAGCCTGGAGTGGCGAGAGCGTGAAACGTCCGGCGCTATAGGATGTG 
GCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGC 
AAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTAC 
ACTGCACGCGAGTCGATTAAGGGGACTCCAGGTGCGAGGGCATATAGTCCTCGCTTTTCTCAACCGTAGG 
GAGGTTGAGGAACAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACAAGTGATG 
ACCGCTGTTATTGGGCCTAAAGCGTCCGTAGCTGGCCAGACAAGTTCATCGGGAAATTCGCGCGCCTAAC 
GCGCAGGCGTCCGGTGGAAACTGCCTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAGT 
GAAATCCCGTAATCCTAGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGGG 
ACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTG 
TAACACAGGCTACGAGCCTGTGTTGTCCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCG 
CAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTC 
AACGCCGGACATCTCACCAGCATCGACAGTGTGCAGTGACGGTCAGTGTGATGAGCTTACCTGAGCCACT 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCACCCTTAATTGCCAGCAACAACCTTGTGGTGGTTGGGTACATTAAGAGGACTGCCAGTGCCAAACT 
GGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGT 
CGAGACAGTGGGATGCAACGCCGAAAGGCGACGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGGG 
CTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTTAAAGCACCCGAGTGGGGTCCGGATGAGGCCGGTTCCCGGGTCGAAT 
CTGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971295|ref|NR_028213.1| Haloferax gibbonsii Ma-2.38 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCA 
TACTCGTGGCGAAAAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTG 
AGGCTAATAGTTCATACGGGAGTCATGCTGGAATGCCGACTCCCCGAAACGCTCAGGCGCTGTAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCAAGTGAATTAAGGGGACCCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCACGACTGTAA 
GGCGGTCGTGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGAT 
GACCGATATTATTGGGCCTAAAGCGTCCGTAGCCGGCCATGAAGGTTCATCGGGAAATCCGCCAGCTCAA 
CTGGCGGGCGTCCGGTGAAAACCACATGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCTGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGG 


GACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGT 
GTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCG 
CAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTC 
AACGCCGGACATCTCACCAGCTCCGACTATAGTGATGACGATCAGGTTGATGACCTTATCACGATGCTAT 
AGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGA 
CCCGCACTTCTAATTGCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAGC 
GGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGT 
CGAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGGG 
CTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACACACGGTGGTCGAA 
TCTGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971293|ref|NR_028211.1| Acidianus sulfidivorans JP7 16S ribosomal RNA, partial sequence 
TCNGGTTGATNCCTGCCGGACCCGACTGCTATAGGGGTAGGGC TAAGCCATGGGAGTCGTACGCTCTCGG 
TAAGAGGGCGTGGCAGACGGCTGAGTAACACGTGGCTAACTTACCCTCGGGATCCGGATAACTCCGGGAA 
ACTGGAGCTAATCCGGAATAGACAAAGGGTTCTGGGACGATCCTTTGTCGAAATGCCCTTAAGCTGTATC 
CCGCTTAAGGGCGCCCGAGGATAGGGCTGCGGCCCATCAGGCTGTTGGCGAGGTAATGGCTCGCCAAACC 
GATAACGGGTAGGGGCCGTGAGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGTCCTACGG 
GGCGCACCAGGCGCGAAATGTCCCCAATGCGGGAAACCGTGAGGGCGCTACCCCTAGTGCCCTCGAAAGA 
GGGCTTTTCCCTACTGCAGACAGGTAGGGGAATAAGCGGGGGGCAAGGCTGGTGTCAGCCGCCGCGGTAA 
TACCAGCCCCGCGAGTGGTCGGGACGCTTACTGGGCTTAAAGCGCCCGTAGCCGGCCCTATAAGTCACTG 
CTTAAAGGCCCGGGCTCAACCCGGGAAAGGGCAGTGATACTATAGGGCTAGGGGGCGGGAGAGGCCGGAA 
GTACTCCCAGAGTAGGGGCGAAATCCACAGATCCTGGGAGGACTACCAGTGGCGAAAGCGTCCGGCCAGA 
ACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGTAGCAAAAGGGATTAGATACCCCTGTAGTCCCGGCTGT 
AAACCATGCAGGCTAGGTGTCGCGTAGGCTTTGGGCCTGCGCGGTGCCGCAGGGAAACTGGTAAGCCTGC 
CGCCTGGGGAGTACGCCTGCAAGGGCGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAAC 
CTGCGGCTCAATTGGAGTCAACGCCTGGAATCTTACCGGGAGAGACCACAGGATGACGGCCAGGCTAACG 
ACCTTGCCAGACTCGTGGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCGGTTAAGT 
CCGGCAACGAGCGAGACCCTCACCATTAGTTGGTATCCCGGTCTCCGGATCGGGACCACACTAATGGGAC 
TGCCTCCGTTAAGGAGGAGGAAGGAGAGGGCCACGGCAGGTCAGCATGCCCCGAAACTCCCGGGCCGCAC 
GCGGGTTACAATGGCAGGGACAGCGGGATTCCTACCCCGAAAGGGGGCGGTAATCCCTNAAACCCTGCCT 
CAGTTGGGATCGAGGGCTGAAACTCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCACGTCAACATCGT 
GCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGTGAGGAAGAAGTGAGGCT 
TCTTGCCCTTCGGGGTGGGAAGTCGAGCTTCTTCCTCGCGAGGGGGGAGAAGTCGTAACAAGGTAACCGT 
AAA 


>gi|254971288|ref|NR_028206.1| Halorubrum alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTTGCACGAGTTCA 
GACTCGTAGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGACCACAGCACCCTCGGGAAACTG 
AGGCTAATAGTGTATACCACACTCACTCTGGAATGACAAGTGTGTCAAACGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTGGTGAGAG 
CCAGAACCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACAGTGCGATAAGGGGATCCCAAGTGCGCAGGCATAGAGCCTGCGCTTTTGTACACCTTAG 
GGAGGTGCACGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGAT 
GGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCCGCCCAA 
CGGGTGGACGTCCGGTGGAAACTGCACGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGG 
GACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACAATGCCTGCTAGGT 
GTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGGCCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCATCGACTGTGGTAATGACGGTCAGGTTGATGACCTCGCCACGAGCCAC 
AGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGA 
CCCGCATCCCTACTTGCCAGCAGCACTGCGAAGTGGCTGGGTACAGTACGGAGACTGCCGTGGCCAACAC 
GGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGT 
CGAGACAAAGGGTTCCTACTCCGAAAGGAGACGGTAATCTCAGAAACTTGATCGTAGTTCGGATTGTGGG 
CTGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACGAGCGCGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCTCGTCACACGAGTCGAA 
TCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCC 
T 


>gi|254971284|ref|NR_028202.1| Methanobacterium beijingense 8-2 16S ribosomal RNA, partial sequence 
TATTGGGGTCCGATTAAGCCATGCAAGTCGAACGTTCTTCGGAACGTGGCAAACGGCTCAGTAACACGTG 
GATAACCTACCCTTAGGACCGGGATAACCCTGGGAAACTGGGGATAATACCGGATATATGGAGATACCTG 
GAATGGTTCTCCACTTAAAGCTCCGGCGCCTAAGGATGGATCTGCGGCAGATTAGGTCGTTGGTGGGGTA 
ATGGCCCACCAAGCCTTTGATCTGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGG 
TTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCTGCAATGCGAGCAATCGCGACGGGGGGACCCCA 
AGTGCCACTCTTAACGGGGTGGCTTTTCTTAAGTGTAAAAAGCTTTTGGAATAAGGGCTGGGCAAGACCG 
GTGCCAGCAGCCGCGGTAACACCGGCAGCCCAAGTGGTGGCCATTTTTATTGGGCCTAAAGCGTTCGTAG 
CCGGCCTGATAAGTCTCTGGTGAAATCCCGCAGCTTAACTGTGGGAATTGCTGGAGATACTATCAGGCTT 
GAGGTCGGGAGAGGTTAGAGGTACTCCCAGGGTAGGGGTGAAATCCTATAATCCTGGGAGGACCACCTGT 
GGCGAAGGCGTCTAACTGGAACGAACCTGACGGTGAGTAACGAAAGCCAGGGGCGCGAACCGGATTAGAT 
ACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGGATGGCCTCGAGCTGCCCCAGTGCCGA 
AGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGG 


AGCACCACAACGCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCA 
GGATGATGGCCAGATTGACGATCTTGCTTGACAAGCTGAGAGGAGGTGCATGGCCCGCCGTCAGCTCGTA 
CCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGATCCTTACAG 
GATGCCGGGCACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTAT 
GCCCCGAATCCCCTGGGCTACACGCGGGCTACAATGGCTAGGACAATGGGTTCCAACACTGAAAAGTGAA 
GGTAATCTCCTAAACCTAGTCTTAGTTCGGATTGAGGGCTGTAACTCGCCCTCATGAAGCTGGAATGCGT 
AGTAATCGCGTGTCATAATCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACC 
CAAAAAGGGTTTGGATGAGGCCTTAGTCTAGCGGCTAAGGTCGAATCTAGGTTCTTTGAGGAGGGCGAAG 
TCGTAACAAGGTAACC 


>gi|254971282|ref|NR_028200.1| Halococcus qingdaonensis CM5 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCTATTGCTATCGGGGTCCGATTCAGCCATGCTAGTTGTACGGGTTTA 
GGCCCGTAGCAAATAGCTCCGTAACACGTGGTCAAACTACCCTCTGGACCGGGATATCCTCGGGAAACTG 
AGGTCGATCCCAGATACTGCTTTCATGTTGGAACACAGAAAGTCGGAAACGGTCCGCCGCCGGAGGACGT 
GACTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAG 
CAAGAACCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCCAGTGCGATAAGGGGACCCCGAGTGCGAGGGCATACAGTCCTCGCTTTTCGTGACCGTAA 
GAAGGTCTCAGAATAAGAGCTGGGCAAGACCGGTGCCAGCCCGCCGCGGTAAAACCGGCAGCTCGAGTGA 
TAGCCACTNTTATTGGGCCTAAAGCGTCCGTAGCCGGCCGAACAGGTCCGTCGGGAAATCCACCCGCTCA 
ACGGGTGGACGTCCGGCGGAAACCAGTCGGCTTGGGGCCGGGAGACCAGAGAGGTACGTCCGGGGTAGGA 
GTGAAATCCTGTAATCCTGGACGGACCGCCGGTAGCGAAAGCGTCTCTGGAGAACGGACCCGACGGTGAG 
GGACGAAAGCTTGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCAAGCTGTAAACGATGCTCGCTAGG 
TGTGGCGTTGGCTACGAGCCAGCGCTGTGCTGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTC 
CGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGAC 
TCAACGCCGGACATCTCACCGGCACCGACAGTGTGCAGTGACAGTCAGTCTGATGGGCTTACTTGAGCCA 
CTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAG 
ACCCGCGTCCCTAATTGCCAGCAGCAGCCTTGTGCTGGCTGGGTACATTAGGGAGACTGCCGTCGCAAAG 
ACGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCCGGGCGACACGCGGGCTACAATG 
GCCGAGACAGTGGGACGCTACCCCGAGAGGGGGCGCTAATCTCCTAACCTCGGTCGTAGTTCGGATTGCG 
GGT TGAAACCCACCCGCATGAAGCTGGATTCGGTAGTAATCGCATTTCAGAAGAGTGCGGTGAATACGTC 
CCTGCTCCTTGCACACACCGCCCGTCAAATCACCCGAGTGAGGTCCGGATGAGGCCGGCGCAACGCCGGT 
CGAATCTGGGCTTCGCAAGGGGGATTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTTGGATCA 
CccTCccT 


>gi|254971246|ref|NR_028164.1| Methanocella paludicola SANAE 16S ribosomal RNA, partial sequence 
CCGGTTGATCCTGCCGGAGGTCACTGCTATCGGTGTCCGATTAAGCCATGCGAGTCGTGAGGGGTTATGC 
CCTCGGCGGACTGCTCAGTAACACGTGGATAACCTGCCCAAGGGTCTGGGATAACCCCGGGAAACTGGGG 
ATAATACCGGATGGATCACTAGTGCTGGAATGCTTGGTGGTCGAAAGGCAACGCCTTTGGATGGGTCTGC 
GGCGGATTAGGTTGACGCCGGTGTAACGTACCGGCGTGCCTGTAATCCGTACGGGTTGTGGGAGCAAGAG 
CCCGGAGATGGATTCTGAGACACGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTCTACAATGC 
AGGCAACTGCGATAGGGGGACATCGAGTGGCATCCACCTTGGGTGCCTGTCCAACCGTCTAAAAAACGGT 
TGTTAGCAAGGGCCGGGTAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCGAT 
ATTATTGAGTCTAAAGGGTCCGTAGCCGGCTTTGCAAGTCCCCTGGGAAATCCAGCGGCTTAACCGTTGG 
GCTTTCATGGGATACTACATTGCTTGGGACTGGGAGAGGTAGGAGGTACTCGGGGGGTAGGGGTGAAATC 
CTGTAATCCTCCGGGGACCACCGGTGGCGAAGGCGTCCTACCAGAACAGGTCCGACGGTGAGGGACGAAA 
GCTAGGGGCACGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCGCTAGGTGTCACGA 
CGGTCGTGAATCGTCGTGGTGCCGTAGGGAAGCCGCGAAGCGGGCCACTTGGGAAGTACGGCCGCAGGCT 
GAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCG 
GGAAGCTTACCGGGATCGACAGTTGTATGAAGGCCAGGCTGAAGACCTTGCCGGACTAGCTGAGAGGAGG 
TGCATGGCCGTCGTCAGTTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCATTTCCA 
CTGTTGCTAACGACTCCGCGAGGAGGGCGAGTACACTGTGGAGACCGCTGGCGCTAAGTCAGAGGAAGGA 
TTGGTCGACGGTAGGTCAGTATGCCCCGAATATCCCGGGCTACACGCGGGCTACAATGGATAGGACAATG 
GGTAACTACACCGAAAGGTGGCGTCAATCTCTTAAACCTATCCTTAGTTCGGATTGAGGGCTGGAACTCG 
CCCTCATGAAGATGGAATCCGTAGTAATCGCATTTCAAAACAGTGCGGTGAATACGTCCCTGCTCCTTGC 
ACACACCGCCCGTCAAACCACCCGAGCGGGGCGTGAATGAGGATCCTTTTCATTGAAGGACTCGAATTCA 
TGTTCTGTAAGGGGGGTTAAGTCGTAACAAGGTACCC 


>gi|254971238|ref|NR_028156.1| Methanoculleus thermophilus CR-1 16S ribosomal RNA, partial sequence 
AGGTCACTGCTATCGGGGTTCGATTAAGCCATGCGAGTCGAGAGGGTTCGGCCCTCGGCGTACTGCTCAG 
TAACACGTGGATAACCTGCCCTAAGGAAGGGGATAACCTCGGGAAACTGAGGATAATACCCTATAGGATA 
CCGATGCTGGAATGCCCGGTATCCCAAAGCTCCGGCGCCTTAGGATGGATCTGCGGCCGATTAGGTCGTT 
GTTGGGGTAACGGCCCAACAAGCCGATAATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGTTGGATTCT 
GAGACACGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCGGGCAACCGTGATAAG 
GGAACCTCGAGTGCCTGTACATGCAGGCTGTCTGGGTGTCTAAAACACACCCAAAGAAAGGGCCGGGCAA 
GACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCACTTTTATTGGGCTTAAAGCGTT 
CGTAGCTGGGTTGTTAAGTCTCTTGGGAAATCTGGCAGCTTAACTGTCAGGCGTCTAAGAGATACTGGCA 
ATCTAGGAACCGGGAGAGGTGAGGGGTACTTCGGGGGTAGGAGTGAAATCCTGTAATCCTCGAGGGACCA 
CCTGTGGCGAAGGCGCCTCACCAGAACGGCTTCGACAGTGAGGGACGAAAGCTGGGGGAGCAAACCGGAT 
TAGATACCCGGGTAGTCCCAGCCGTAAACGATGCGCGTTAGGTGTGTCGATGACCACGAGTCATCGAGGT 
GCCGAAGGGAAACCGTGAAACGCGCCGCCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATTGGC 
GGGGGAGCACCACAACAGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGGAAGCTCACCGGATAGGA 
CAGCAGAATGATTGCCGGGCTGAAGACTCTGCATGACTAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTT 
CGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCCAGCACGATCCC 


CGGATCGGTGGGGACACTGTTGGGACCGCCTCTGCTAAAGAGGAGGAAGGAATGGGCAACGGTAGGTCAG 
CATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGGCAGGACAATGGGTATCGACGCCGAAAGGC 
GAAGGCAATCTCCTAAACCTGTCCGTAGTTCGGATTGTGGGCTGTAACTCGCCCACATGAAGCTGGAATC 
TGTAGTAATCGCGTTTCAAAATAACGCGGTGAATATGTCCCTGCTCCTTGCACACACCGCCCGTCAAACC 
ACCCGAGTGGGGTTTGGATGAGGCTGCGGTCGTTGCCGCAGTCGAATCTAGGTTCCGCAAGGGGGGTTAA 
GTCGTAACAAGGTAGCCGTAGGGGAATCTGC 


>gi|254971337|ref|NR_028255.1| Natronococcus occultus SP4 16S ribosomal RNA, partial sequence 
GGTTGATCCTGCCGGAGGCNATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTCAGACTC 
GTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTCTGGAGGGGACCAACCTCGGGAAACTGAGGCT 
AATTCCCCATACCGCTCGACGCCTGGAACTGCGCGAGCCCGAAACGCTCCGGCGCCAGAGGATGTGGCTG 
CGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGA 
GCCCGGAGACGGTATCTGAGACAAGATACCGGGCCNTACGGGGCGCAGCAGGCGCGAAACCTTTACACTG 
CACGCCAGTGCGATAAGGGGACTCCAAGTGCGAGGGCATAGAGCCCTCGCTTTTCTGCACCGTAAGGTGG 
TGCAGGAACAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGGCCG 
CTCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCAGGCAAGTCCATCGGGAAATCTCCCCGCCTAACGGGG 
AGGCGTCCGGTGGAAACTGCCTGGCTTGGGACCGGAAGATCCAGAGGGTACGTCCGGGGTAGGAGTGAAA 
TCCCGTAATCCTGGACGGACCGCCGGTGGCGAAAGCGCTCTGGAAAGACGGATCCGACGGTGAGGGACGA 
AAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGNC 
ACAGGCTACGAGCCTGTGGTGTGCCGCAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAG 
GATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCNTGCGGTTTAATTGGACTCAACG 
CCGGACATCTCACCAGCATCGACAGTAGGAGTGACGGTCAGTGTGATGAGCTTACCAGACCTACTGAGAG 
GAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCA 
CTCCTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGG 
AAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGAGA 
CAGTGGGATGCAACCCCGAAAGGGGGCGCTAATCTCCGAAACTCGATCGTAGTTCGGATTGCGGACTGAA 
ACTCGTCCGCATGAAGCTGGATTCGGTAGTAATCGCCGTTCAGAAGACGGCGGTGAATACGTCCCTGCTC 
CTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCNGGATGAGGCCCCTTCTGGGGGTCGAATCTGG 
GCTTCGCAAGNNGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTC 


>gi|254971336|ref|NR_028254.1| Methanofollis liminatans GKZPZ 16S ribosomal RNA, partial sequence 
AGAGGTCACTGCTATCGGGGTTCGATTAAGCCATGCGAGTCGAGAGGGTCAAGCCCTCGGCATACTGCTC 
AGTAACACGTGGACAACCTGCCCTGAGGTGAGGGATAACTCCGGGAAACTGGAGATAATACCTCATAGTT 
TACCATCGCTGGAATGCCTGGTAAGCCAAAGGTCCGCCGCCACAGGATGGGTCTGCGGCCGATTAGGTAG 
TTGTTGGGGTAACGGCCCAACAAGCCTGTAATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGATGGATT 
CTGAGACACGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCAGGCAACTGTGATA 
AGGGAACCCCGAGTGCCCGTATGGACGGGCTGTTCAGGTGCTTAAAAACCACCTGGAGAAAGGGCCGGGC 
AAGACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCACTATTACTGGGCTTAAAGCG 
TCCGTAGCTTGGTCGTTAAGCCTCTGGGGAAATCTTCCGGCTCAACCGGAAGGCGTCTCAGGGGAACTGG 
CGACCTAGGGATCGGGAGAGGTGAGAGGTACTCTGGGGGTAGGAGTGAAATCCTGTAATCCTCAGGGGAC 
CACCTGTGGCGAAGGCGTCTCACCAGAACGACTCCGACAGTGAGGGACGAAAGCTGGGGGAGCAAACCGG 
ATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGCGCGTTAGGTGTATCGGTGACCACGAGTTACCGAG 
GTGCCGAAGGGAAACCGTGAAACGCGCCGCCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATTG 
GCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACAGCTCACCGGGTAG 
GACAGCGATATGATAGTCGGGCTGAAGACTCTACTTGATCAGCTGAGAGGAGGTGCATGGCCGTCGTCAG 
TTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCCAGCACAGTC 
TCCGGACTGGTGGGGACACTGTTGGGACCGCCTCTGCTAAAGAGGAGGAAGGAATGGGCAACGGTAGGTC 
AGCATGCCCCGAATTACCCGGGCTACACGCGGGCTACAATGGACAGGACAATGGGTATCGACACCGAAAG 
GTGAAGGCAATCTCCTAAACCTGCCCTTAGTTCGGATTGCGGGCTGCAACTCGCCCGCATGAAGCTGGAA 
TCCGTAGTAATCGCGTTTCAAAATAGCGCGGTGAATCTGTCCCTGCTCCTTGCACACACCGCCCGTCAAA 
CCACCCGAGTGAGGTTTGGATGAGGCTGCGGTTGTTGCCGTAGTCGAATCTAGGTTTCGCAAGGGGGGTT 
AAGTCGTAACAAGGTAGCCGTAGGGAATCT 


>gi|254971335|ref|NR_028253.1| Methanoculleus palmolei DSM 4273 16S ribosomal RNA, partial sequence 
AGAGGTCACTGCTATCGGGGTTCGATTAAGCCATGCGAGTCGAGAGGGTTCGGCCCTCGGCGTACTGCTC 
AGTAACACGTGGATAACCTGCCCTAAGGAAGGGGATAACCCCGGGAAACTGGGGATAATACCCTATAGAC 
TACAGATGCTGGAATGCTCTGTAATCGAAAGTTCCGACGCCTTAGGATGGATCTGCGGCCGATTAGGTTG 
TTGTCGGGGTAATGGCCCAACAAGCCAGTGATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGTTGGATT 
CTGAGACACGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCGGGCAACCGTGATA 
AGGGAACCTCGAGTGCCTGTATATGCAGGCTGTCCAGGTGTCTAAAACACACCTGAAGAAAGGGCCGGGC 
AAGACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCACTTTTATTGGGCTTAAAGCG 
TTCGTAGCTGGGTTGTTAAGTCTCTTGGGAAATCTGGCGGCTTAACCGTCAGGCGTCTAAGGGATACTGG 
CAATCTTGGAACCGGGAGAGGTGAGGGGTACTTCGGGGGTAGGAGTGAAATCCTGTAATCCTCGAGGGAC 
CACCTGTGGCGAAGGCGCCTCACCAGAACGGCTTCGACAGTGAGGGACGAAAGCTGGGGGAGCAAACCGG 
ATTAGATACCCGGGTAGTCCCAGCTGTAAACGATGCGCGTTAGGTGTATCGGTGACCACGAGTCACCGAG 
GTGCCGAAGGGAAACCGTGAAACGCGCCGCCTGGGAAGAACGGTCGCAAGGCTGAAACTTAAAGGAATTG 
GCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGGAATCTCACCGGATAA 
GACAGCTGAATGATTGCCGGGCTGAAGACTCTGCATGACTAGCTGAGAGGAGGTGCATGGCCGTCGTCAG 
TTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCCAGCATGGTC 
TCCGGACTGATGGGGACACTGTTGGGACCGCCTCTGC TAAAGAGGAGGAAGGAATGGGCAACGGTAGGTC 
AGCATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGGCAGGACAATGGGTATCGACACCGAAAG 
GTGAAGGCAATCTCCTAAACCTGTCCGTAGTTCGGATTGTGGGCTGTAACTCGCCCACATGAAGCTGGAA 
TCCGTAGTAATCGCGTTTCAAAATAACGCGGTGAATGTGTCCCTGCTCCTTGCACACACCGCCCGTCAAA 


CCATCTTAGTGGGGTTTGGATGAGGCTGCGGTCGTTGCCGCAGTCGAATCTAGGTTCCGCAAGGAGGGTT 
AAGTCGTAACAAGGTAGCCGTAGGGAATCTC 


>gi|254971334|ref|NR_028252.1| Natronorubrum bangense A33 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGTACGAGTTTG 
TACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACCACCCTATGGATCCGGATAACCTCGGGAAACTG 
AGGCCAATCCGGAATACGATTCCCAAGCTGGAACTGCTGGGAATCCGAAACGCTCAGGCGCCATAGGATG 
TGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGA 
GCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTT 
ACACTGCACGCCAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTCACCACCGTA 
AGGAGGTGGTAGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGA 
TGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCGTGCAAGTCTATCGGGAAATCTGTGTGCCTA 
ACACACAGGCGTCCGGTGGAAACTGCTCGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGA 
GTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAG 
GGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGG 
TGTGACACAAACTACGAGTTTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTC 
CGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGAC 
TCAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGACGGTCAGTGTGATGAGCTTACCTGAGCCA 
TTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAG 
ACCCGCATGCCTAATTGCCAGCAGTACCCTTGTGGTAGCTGGGTACATTAGGTAGACTGCCAGTGCCAAA 
CTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATG 
GCCACGACAGTGGGATGCAACCCCGAAAGGGGACGCTAATCTCCGAAACGTGGTCGTAGTTCGGATTGAG 
GGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTC 
CCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCGCCGCAACGGCGGT 
CGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCAC 
CTCCT 


>gi|254971333|ref|NR_028251.1| Thermococcus guaymasensis TYS 16S ribosomal RNA, partial sequence 
CCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCGCTTNCGCGCACCGGCGGACGGCTC 
AGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGC 
CTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGGCTTTTGCCCGCCCGAGGATGGGCCGGCGGCCGATTA 
GGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCCCGGAGAT 
GGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCCCAATGCGGGAAACCG 
CGACGGGGGGACCCCCAGTGCCGTGGTATCGACACGGTTTTTCCGGAGTGTAAAAAGCTCCGGGAATAAG 
GGCTGGACAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCAAGTGGTGGCCGCTATTATTGGGC 
CTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGG 
GATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTGTAATCCC 
AGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAG 
CGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGCTTCGAG 
CTCGCCCGGTGCCGAAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAA 
AGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCA 
CCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACGCGCCGAGAGGAGGTGCATGGCC 
GCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCA 
GTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGAC 
GGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCGAC 
CCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATCGCGGGCTGCAACTCGCCCGCGTGA 
AGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGG 


>gi|254971332|ref|NR_028250.1| Methanothermobacter thermophilus M 16S ribosomal RNA, partial sequence 
TATTGGGTTCAGATTAAGCCATGCAAGTCGAACGAACCTTGTGTTCGTGGCGAACGGCTCAGTAACACGT 
GGATAACCTGCCCTTGGGACCGGGATAACCCCGGGAAACTGGGGATAAACCCGGATAGGTGATGCTGCCT 
GGAATGGTTCTTCACCGAAACACCTTCGGGTGCCCAAGGATGGGTCTGCGGCCGATTAGGTTGTTGGTAG 
GGTAACGGCCTACCAAGCCGATCATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGAC 
AAGGTTCCAAGGCTACGGGGCAGCAGGCGCGAAACCTCCGCAATGCACGCAAGTGCGACGGGGAACCCCA 
AGTGCCACTCTTAACGGGTGGCTTTTCAGAAGTGTAAAAAGCTTCTGGAATAAGGGCTGGGCAAGACCGG 
TGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTAGCCGCTTTTATTGGGCCTAAAGCGTCCGTAGC 
CGGTCTGATAAGTCTCTGGTGAAATCCCACAGCTTAACTGTGGGAATTGCTGGAGATACTATCATGACTC 
GAGGTCGGGAGAGGCTGGAGGTACTCCCAGGGTAGGGGTGAAATCCTGTAATCCTGGGAGGACCACCTGT 
GGCGAAGGCGTCCAGCTGGAACGAACCTGACGGTGAGGGACGAAAGCCAGGGGCGCGAACCGGATTAGAT 
ACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGGATGGCTTCGAGCTGCCCCAGTGCCGA 
AGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGG 
AGCACCACAACGCGTGGAGCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAG 
TATGATGGCCAGGTTGATGACCTTGCCTGACGAGC TGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACC 
GTGAGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGAACCCTTATGGGT 
TGCCGGGCACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGC 
CCCGAATCCCCTGGGCAACACGCGGGCTACAATGGCCTGGACAATGGGTTCCGACACCGAAAGGTGGAGG 
TAATCCCCTAAACCAGGTCGTAGTTCGGATCGAGGGCTGTAACCCGCCCTCGTGAAGCTGGAATGCGTAG 
TAATCGCGTGTCACTATCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCA 
AAAAGGGCTTGGATGAGGCCACAACATTCTGTTGTGGTCGAATCTGGGTTCTTTGAGGAGGGCGAAGTCG 
TAACAAGGTAGCCGTAGGGAACCTGCGGCTGG 


>gi|254971331|ref|NR_028249.1| Methanothermobacter thermoflexus IDZ 16S ribosomal RNA, partial sequence 
TCCTGGCGGAGGCTACTGCTATTGGGGTTCGATTAAGCCATGCAAGTCGAACGAACCTTGTGTTCGTDGC 


GAACGGCTCAGTAACACGTGGATAACCTGCCCTTGGGACGGGATAACCCCGGGAAACTGGGGATAAACCC 
GGATAGGTGATGCTGCCTGGAATGGTTCTTCACCGAAACACTCCGGGTGCCCAAGGATGGGTCTGCGGCC 
GATTAGGTTGTTGGTAGGGTAACGGCCTACCAAGCCGATCATCGGTACGGGTTGTGAGAGCAAGAGCCCG 
GAGATGGAACCTGAGACAAGGTTCCAGGCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGCAA 
GTGCGACGGGAACCCCAAGTGCCACTCTTAACGGGGTGGCTTTTCAGAAGTGTAAAAAGCTTCTGGAATA 
AGGGBTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTAGCCGCTTTTATTGG 
GCCTAAAGCGTCCGTAGCCGGTCTGATAAGTCTCTGGTGAAATCCCACAGCTTAACTGTGGGAATTGCTG 
GAGATACTATCATGACTCGAGGTCGGGAGAGGCTGGAGGTACTCCCAGGGTAGGGGTGAAATCCTGTAAT 
CCTGGGAGGACCACCTGTGGCGAAGGCGTCCAGCTGGAACGAACCTGACGGTGAGGGACGAAAGCCAGGG 
GCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGGATGGCTTC 
GAGCTGCCCCAGTGCCGAAGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGCCGCAAGGCTGAAACTT 
AAAGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACATCT 
CACCAGGGGCGACAGCAGTATGATGGCCAGGTTGATGACCTTGCCTGACGAGCTGAGAGGAGGTGCATGG 
CCGCCGTCAGCTCGTACCGTGAGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACC 
AGCGGAACCCTTATGGGTTGCCGGGCACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGAC 
GACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCAACACGCGGGCTACAATGGCCTGGACAATGGGTTCC 
GACACCGAAAGGGAGGTAAATCCCCTAAACCAGGTCGTAGTTCGGATCGAGGGCTGTAACCCGCCCTCGT 
GAAGCTGGAATGCGTAGTAATCGCGTGTCACTATCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACC 
GCCCGTCACGCCACCCAAAAAGGGCTTGGATGAGGCCACAACATTCTGTTGTGGTCGAATCTGGGTTCTT 
TGAGGAGGGCGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 


>gi|254971330|ref|NR_028248.1| Methanothermobacter defluvii ADZ 16S ribosomal RNA, partial sequence 
TCCTGGCGGAGGCTACTGCTAATTGGGGTTCGATTAAGCCATGCAAGTCGAACGAACCTTGTGTTCGTGG 
CGAACGGCTCAGTAACACGTGGATAACCTGCCCTTGGGACCGGGATAACCCCGGGAAACTGGGGATAAAC 
CTGGATAGGTGATGCTGCCTGGAATGGTTCTTCACCGAAACACTTCGGGTGCCCAAGGATGGGTCTGCGG 
CCGATTAGGTTGTTGGTAGGGTAACGGCCTACCAAGCCGATCATCGGTACGGGTTGTGAGAGCAAGAGCC 
CGGAGATGGAACCTGAGACAAGGTTCCCAGGCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCAC 
GCAAGTGCGACGGGGGAACCCCAAGTGCCACTCTTAACGGGGTGGCTTTTCAGAAGTGTAAAAAGCTTCT 
GGAATAAGGGBTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTAGCCGCTTT 
TATTGGGCCTAAAGCGTCCGTAGCCGGTCTGATAAGTCTCTGGTGAAATCCCACAGCTTAACTGTGGGAA 
TTGCTGGAGATACTATCATGACTCGAGGTCGGGAGAGGCTGGAGGTACTCCCAGGGTAGGGGTGAAATCC 
TGTAATCCTGGGAGGACCACCTGTGGCGAAGGCGTCCAGCTGGAACGAACCTGACGGTGAGGGACGAAAG 
CCAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGGAT 
GGCTTCGAGCTGCCCCAGTGCCGAAGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGCCGCAAGGCT 
GAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCG 
GACATCTCACCAGGGGCGACAGCAGTATGATGGCCAGGTTGATGACCTTGCCTGACGAGCTGAGAGGAGG 
TGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCT 
TAGTTACCAGCGGAACCCTTATGGTTGCCGGGCACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGG 
AGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCAACACGCGGGCTACAATGGCCTGGACAAT 
GGGTTCCGACACCGAAAGGTGGAGGTAATCCCCTAAACCAGGTCGTAGTTCGGATCGAGGGCTGTAACCC 
GCCCTCGTGAAGCTGGAATGCGTAGTAATCGCGTGTCACTATCGCGCGGTGAATACGTCCCTGCTCCTTG 
CACACACCGCCCGTCACGCCACCCAAAAAGGGCTTGGATGACGGACACAACACTTCTGTTGTGGATCGAA 
TCTGGGTTCTTTGACGGACGGGCGAACGTCGTAACAAGGTAGCCG 


>gi|254971329|ref|NR_028247.1| Methanobacterium subterraneum A8p 16S ribosomal RNA, partial sequence 
TTGGGTTTCGATTAAGCCATGCAAGTCGAACGAATCTTCGGGGTTCGTGGCATACGGCTCAGTAACACGT 
GGATAACCTACCCTTAGGACTGGGATAACCCCGGGAAACTGGGGATAATACCGGATATGTAGGGTTGCCT 
GGAATGGTACCCTATTGAAATGTTCCGACGCCTAAGGATGGATCTGCGGCAGATTAGGTAGTTGGCGGGG 
TAAATGCCCACCAAGCCAGTAATCTGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAA 
GGTTCCAGGCCTACGGGGCCAGCAGGCGCGAAACCTCCGCAATGCACGAAAGTGCGACGGGGAAACCCAA 
GTGCCACTCTTAACGGGGTGGCTTTTCTTAAGTGTAAAAAGCTTTTGGAATAAGAGCTGGGCAAGACCGG 
TGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTGGCCATTTTTATTGGGCCTAAAGCGTTCGTAGC 
CGGCTTGATAAGTCTCTGGTGAAATCCCACAGCTTAACTGTGGGAATTGCTGGAGATACTATTAGGCTTG 
AGGCCGGGAGAGGCTGGAGGTACTCCCAGGGTAGGGGTGAAATCCTATAATCCTGGGAGGACCACCTGTG 
GCGAAGGCGTCCAGCTGGAACGGACCTGACGGTGAGTAACGAAAGCCAGGGGCGCGAACCGGATTAGATA 
CCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGGATGGCTCCGAGCTGCCCCAGTGCCGAA 
GGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGA 
GCACCACAACGCGTGGAGCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAGA 
ATGATAGCCAGGTTGATGACCTTGCTTGACAAGCTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCG 
TGAGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGATCCTTCGGGATGC 
CGGGCACACTAAGGGGACGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCG 
AATCCCCTGGGCTACACGCGGGCTACAATGGTTAGGACAATGGGTTCCGACACTGAAAAGTGAAGGTAAT 
CTCCTAAACCTGGCCTTAGTTCGGATTGAGGGCTGTAACTCGCCCTCATGAAGCTGGAATGCGTAGTAAT 
CGCGTGTCATAACCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAAA 
GGGTTTGGATGAGGCCCTAGTCTTCATTGGTTAGGGTCGAATCTGGGTTCTTTGAGGAGGGCGAAGTCGT 
AACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 


>gi|254971328|ref|NR_028246.1| Acidianus brierleyi DSM 1651 16S ribosomal RNA, partial sequence 
CCGGTTGATCCTGCCGGACCAGATCGCTATGGGGATAGGGCTAAGCCATGGGAGTCGTACGCTCTCGGTA 
AGAGGGCGTGGCGGACGGCTGAGTAACACGTGGTCAACCTAACCTCGGGACTTGGATACCTCCGGGAAAC 
TGGAGCTAATCCAAGATAGGCAAAGGAATCTGGAACGATCCTTTGCTTAAAGGCCTCTAGGCTAATACTG 
TCTAGAGGTGCCCGAGGATGGGACTGCGGCCCATCAGGCTGTTGGTGGGGTAATGGCCCACCAAACCGAT 
AACGGGTAGGGGCCGTGGGAGCGGGAGCCCCCAGTTGGGCACTGAGACAATGGCCCAGGCCCTACGGGGC 


GCACCAGGCGCGAAACGTCCCCAATGCGGGAAACCGTGAGGGCGCTATCCCCAGTGCCTCCGATAGGAGG 
CTTTTCCCCACTTTAGAACGGTGGGGGAATAAGCGGGGGGCAAGGCTGGTGTCAGCCGCCGCGGTAATAC 
CAGCCCCGCGAGTGATCTGGACGTTTATTGGGCTTGAAGCGCCCGTAGCCGGCCCATAAAGTCACTGTTT 
AAAGACCCGGGCTCAACCCGGGAAAGGGCAGTGATACTTATGGGCTAGGGGGCGGGAAAGGTCGGAGGTA 
CTCCCGGAGTAGGGGCGAAATCCGTAGATCCCGGGAGGACCACCAGTGGCGAAAGCGTCCGGCTAGAACG 
CGCCCGACGGTGAGGGGC GAAAGCCGGGGCAGCAAAAGGGATTAGATACCCCTGTAGTCCCGGCTGTAAA 
CGATGCAGGCTAGGTGTCGCGTGGGTCTAGAGCCCGCGCGGTGCCGCAGGGAAACCGGTAAGCCCGCCGC 
CTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAACCTG 
CGGCTCAATTGGAGTCAACGCCTGGAATCTTACCGGAGGAGACCGCAGTGTGACGGTCAGGCTAATGACC 
TTACCTGACTCGCGGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCGGTTAAGTCCG 
GCAACGAGCGAGACCCCCACCTCTAATTGGCATTCTCTCCCCCGGGAGGGACCCACATTAGAGGGACTGC 
CGTCGTTAAGACGAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAAACTTCTGGGCCGCACGCGG 
GTTACAATGGCAGGGACAACGGGAGTCCAACCTCGAAAGGGGGAGGTAATCCCTTAAACCCTGCCTCAGT 
TGGGATCGAGGGCTGAAATTCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCACGTCAACAACGTGCGG 
TGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGTGGAGAAGAAGTGAGGTTTCTT 
GCCTTCGGGGTGGGGAATCGAACTTCTTCTCCGCGAGGGGGGAGAAGTCGTAACAAGGTA 


>gi|254971327|ref|NR_028245.1| Acidianus infernus So4a 16S ribosomal RNA, partial sequence 


CCGGACCCGACCGCTATGGGGGTAGGGCTAAGCCATGGGAGTCGTACGCCCTCGGGTAAGAGGGCGTGGC 
GGACGGCTGAGTAACACGTGGCTAACCTACCCTCGGGACCCGGATAACTCCGGGAAACTGGAGCTAATCC 
GGGGCAGGCGAAGGGTACTGGAACGTCCCTTCGCCTAAAGGGGCATGGGCTATTTCCCGCTCATGCCCGC 
CCGAGGATGGGGCTGCGGCCCATCAGGCTGTTGGCGGGGTAACGGCCCGCCAAACCGATAACGGGTAGGG 
GCCGTGAGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGCCTACGGGGCGCACCAGGCGCG 
AAACGTCCCCAATGCGGGAAACCGTGAGGGCGCTACCCCCAGTGCTCCCGAAAGGGAGCTTTTCCCCGCT 
TTAAAACGGCGGGGGAATAAGCGGGGGGCAAGACTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAG 
TGGTCGGGACGCTTACTGGGCTTAAAGCGCCCGTAGCCGGCCCTGCAAGTCACTGCTTAAAGACCCGGGC 
TCAACCCGGGGAAGGGCAGTGATACTGCAGGGCTAGGGGGCGGGAGAGGTCGGAGGTACTCCCGGAGTAG 
GGGCGAAATCCACAGATCCCGGGAGGACCACCAGTGGCGAAAGCGTCCGGCCAGAACGCGCCCGACGGTG 
AGGGGCGAAAGCCGGGGTAGCAAAAGGGATTAGATACCCCTGTAGTCCCGGCTGTAAACGATGCAGGCTA 
GGTGTCGCGTAGGCTTTGAGCCTACCGGTGCCGCAGGGAAACCGGTAAGCCTGCCGCCTGGGGAGTACGC 
CCGCAAGGGTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAACCTGCGGCTCAATTGGA 
GTCAACGCCTGGAATCTCACCGGGGGAGACCGCAGGATGACGGCCAGGCTAACGACCTTGCCAGACTCGC 
GGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCGGTTAAGTCCGGCAACGAGCGAGA 
CCCCCACCCTTAGTTGGTATCCCGGTCTCCGGACCGGGACCACACTAAGGGGACTGCCGGCGTTAAGCCG 
GAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAAACCCCCGGGCCGCACGCGGGTTACAATGGCA 
GGGACAGCGGGATTCCGACCCCGAAAGGGGGAGGTAATCCCTCAAACCCTGCCTCAGTTGGGATCGAGGG 
CTGAAACTCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCACGTCAACAACGTGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGTGAGGAGGAAGTGAGGCTCCTTGCTTCGGGGTGG 
GGAGTCGAACTTCCTCCTCGCGAGGGGG 


>gi|254971326|ref|NR_028244.1| Halorubrum lacusprofundi ATCC 49239 16S 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATTCGATTTAGCCATGCTAGTCGCACGAGTTCA 
GACTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCACGATACCCTCGGGAAACTG 
AGGTTAATAGTGCATACCACAATCCACCTGGAATGAGGATTGTGCCAAATGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTCATGAGAG 
TGAGAACCNGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCCAGTGCGATAAGGGAATCCCAAGTGCGTAGGCATAGAGCCTACGCTTTTGTACACCGTAG 
GGAGGTGTACGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGAT 
GGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCTATCGGAAAATCCACCCGCTCAA 
CGGGTGGGCGTCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAG 
TGAAATCCTGTAATCCTGGACGGACCACCGATGGCGAAAGCACGTCGCGAGGACGGATCCGACAGTGAGG 
GACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGTTAGGT 
GTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAACAGACCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCGTCGACTGTAATAATGACGATCAGGTTGATGACCTTATCCGAGTTTCA 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCATCCTTACTTGCCAGCAGCACTGCGAAGTGGCTGGGGACAGTAGGGAGACCGCCGTGGCCAACACG 
GAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGCGCTGGGCAACACGCGGGCTACAATGGTC 
GAGACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGC 
TGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCATAAGCGCGCGGTGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCTCGTTACACGAGTCGAAT 
CTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCA 


ribosomal RNA, partial sequence 


>gi|254971324|ref|NR_028242.1| Methanosaeta concilii Opfikon 16S ribosomal RNA, partial sequence 


ATTCTGGTTGATCCTGCCAGAGGTTACTGCTATCGAGGTTCGACTAAGCCATGCGAGTCGAATGTAGCAA 
TACATGGCGAACTGCTCAGTAACACGTGGACAACCTGCCCTTAGGTTGGGTATAAACCCGGGAAACTGGG 
TATAATACCCGATAGGTCTCGATTGCTGGAATGCATCGAGATTTAAAGCTCCGGCGCCTAAGGATGGGTC 
TGCGGCCTATCAGGTAGTAGTGGGTGTAGCGTACCTACTAGCCTACGACGGGTACGGGTTGTGAGAGCAA 
GAGCCCGGAGATGGATTCTGAGACACGAATCCAGGCCCTACGGGGTGCAGCAGGCGCGAAAACTTTACAA 
TGCTGGCAACAGCGATAAGGGAACCTCGAGTGCCAGGTTACAAATCTGGCTGTCGAGATGCCTAAAAAGC 
ATTTCATAGCAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCTCGAGTGGTAACC 
GTTATTATTGGGTCTAAAGGGTCTGTAGCCGGCCGGATAAGTCTCTTGAGAAATCTGGCAGCTTAACTGT 
CAGGCTTTCAGGAGATACTGTCTGGCTCGAGGCCGGGAGAGGTGAGAGGTACTTCAGGGGTAGGGGTGAA 


ATCTTGTAATCCTTGAAGGACCACCAGTGGCGAAGGCGTCTCACCAGAACGGACCTGACGGCAAGGGACG 
AAAGCTAGGGGCACGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATACTCGCTAGGTGTCG 
GCCACGGTGCGACCGTTGTCGGTGCCGTAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGCCGCAA 
GGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCTTGCGGTTTAATTGGATTCAAC 
GCCGGAAATCTTACCGGGACCGACAGCAATATGAAGGCCAGGCTGAAGACTTTGCCGGATTAGCTGAGAG 
GTGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACG 
CCCACAGTTGCCAGCGTACTCTCTGGAGTGACGGGTACACTGTGGGGACCGCCGCTGCTAAAGCGGAGGA 
AGGAATGGGCAACGGTAGGTCAGTATGCCCCGAATATCCCGGGCTACACGCGAGCTACAATGGTTGGTAC 
AATGGGTATCTACCCCGAAAGGGGACGGGAATCTCCTAAAACCAATCTTAGTTCGGATTGAGGGCTGCAA 
CTCGCCCTCATGAAGCTGGAATCCGTAGTAATCGCGTTTCAACAGAACGCGGTGAATACGTCCCTGCTCC 
TTGCACACACCGCCCGTCAAACCACCCGAGTAGGGTCTGAATGAGAGCGCTTTCTTTGGAGGCGTTCGAA 
TTTGGGCTTTGCAAGGGGGGTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCC 
TA 


>gi|254971323|ref|NR_028241.1| Methanothermobacter thermautotrophicus Marburg 16S ribosomal RNA, partial 
sequence 
AAGTCCGTTTGATCCTGGCGGAGGCTACTGCTATTGGGGTTCGATTAAGCCATGCAAGTCGAACGAACCT 
TGTGTTCGTGGCGAACGGCTCAGTAACACGTGGATAACCTGCCCTTGGGACTGGGATAACCCCGGGAAAC 
TGGGGATAAACCTGGATAGGTGATGCGGCCTGGAATGGTGCTTCACCGAAACACCTTCGGGGTGCCCAAG 
GATGGGTCTGCGGCCGATTAGGTAGTTGGTAGGGTAACGGCCTACCAAGCCCATCATCGGTACGGGTTGT 
GAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAC 
CTCCGCAATGCACGCAAGTGCGACGGGGGAACCCCAAGTGCCACTCTTAACGGGGTGGCTTTTCAGAAGT 
GTAAAAAGCTTCTGGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAG 
TGGTAGCCGCTTTTATTGGGCCTAAAGCGTCCGTAGCCGGTCTGATAAGTCTCTGGTGAAATCCCGCAGC 
TTAACTGTGGGAATTGCTGGAGATACTATCATGACTCGAGGTCGGGAGAGGCTGGAGGTACTCCCAGGGT 
AGGGGTGAAATCCTGTAATCCTGGGAGGACCACCTGTGGCGAAGGCGTCCAGCTGGAACGAACCTGACGG 
TGAGGGACGAAAGCTAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGAC 
TTGGTGTTGGGATGGCTTCGAGCTGCCCCAGTGCCGAAGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTA 
CGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTGCGGTTTAATT 
GGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAGTATGATGGCCAGGTTGATGACCTTGCCTGACG 
AGCTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCG 
AGACCCACGCCCTTAGTTACCAGCGGGACCCTTTGGGGTTGCCGGGCACACTAAGGGGACCGCCAGTGAT 
AAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCAACACGCGGGCTACA 
ATGGCCTGGACAATGGGTTCCGACACTGAAAGGTGGAGGTAATCCCCTAAACCAGGTCGTAGTTCGGATC 
GAGGGCTGTAACTCGCCCTCGTGAAGCTGGAATGCGTAGTAATCGCGTGTCATTATCGCGCGGTGAATAC 
GTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAAAGGGCTTGGATGAGGCCACAGTATTTTG 
CTGTGGTCGAATCTGGGTTCTTTGAGGAGGGCGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCT 
GGATCACCTCCT 


>gi|254971322|ref|NR_028240.1| Methanoplanus petrolearius SEBR 4847 16S ribosomal RNA, partial sequence 
GTCNCTGCTATCGGGGTTCGATTAAGCCATGCGAGTCGAGAGGGTTTAGACCCTCGGCGGACTGCTCAGT 
AACACGTGGATAACCTGCCCTAAGGTGGAGGATAACCCCGGGAAACTGGGGATAATACTCCATAGGCTAG 
GGATACTGGAATGTTTCCTAGCCAAAAGTTCCGGCGCCTTAGGATGGATCTGCGGCCGATTAGGTAGTTG 
TTGGGGTAACGGCCCAACAAGCCTGTAATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGATGGAATCTG 
AGACACGATTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCAGGAAACTGTGATAAGG 
GAACCCCGAGTGCTCGTACACGCGAGCTGTCCAGGTGTGCAAAAAGCATCTGAAGAAAGGGCCGGGCAAG 
ACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGACCACTATTATTGGGCTTAAAGCGTTC 
GTAGCTGGACTCTTAAGTCTCTTGGGAAATCCGCCGGCTCAACCGGCGGGCGTCCAAGAGATACTGAGTG 
TCTAGGAACCGGAAGAGGTAAGAGGTACTTCGGGGGTAGGAGTGAAATCCTGTAATCCTCGAGGGACCAC 
CGATGGCGAAGGCATCTTACCAGGACGGCTTCGACAGTGAGGAACGAAAGCTGGGGGAGCGAACCGGATT 
AGATACCCGGGTAGTCCCAGCCGTAAACGATGCGCGTTAGGTGTACTGGTGACCACGAGTCACCTGGGTG 
CCGAAGGGAAACCGTGAAACGTGCCGCCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATTGGCG 
GGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGGAAGCTCACCGGATAGGAC 
AGCGGAATGATAACCGGGCTGAAGACTCTGTTTGACCAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTC 
GTACTGTGAAGCATCCTGTTTAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCCAGCATGTTCTCC 
GGAATGATGGGGACACTGTTGGGACCGCCTCTGCTAAAGGGGAGGAAGGAATGGGCAACGGTAGGTCAGC 
ATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGTCGGGACAATGAGCAACGACACTGAGAAGTG 
TAGTCAATNTCCTAAACCCGTCCCAAGTTCGGATTGTGGGCTGTAANTCGCCCACATGAAGCTGGAATCC 
GTAGTAATCGCGTTTCAAAATAGCGCGGTGAATGNGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCA 
CCCGAGTGAGGTTTGGATGAGGCTGTGGTTTTTGCCGCAGTCGAATCTAGGTTTTGCAAGGGGGGTTAAG 
TCGTAACAAGGTAGCCGTAGGGGAATCTG 


>gi|254971321|ref|NR_028239.1| Thermococcus zilligii AN1 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCCT 
CGCGCGCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAA 
CTGGGGCTAATCCCCCATAGGTCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGACTCTGTCCGCCCGA 
GGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCTAAGATCGGTACGGGCCA 
TGAGAGTTGGAGCCCGGAGATGGACACTGAGACAAGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAA 
CCTCCGCAATGCGGGAAACCGCGACGGGGGGACCCCCAGTGCCGTGGCAATGCCACGGCTTTTCCGGAGT 
GTAAGGAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAG 
TGGTGGCCACTATTATTGGGCCTAAAGCGTCCGGAGCCGGGCCCGTAAGTCCCTGGCGAAATCTCACGGC 
TCAACCGTGGGGCTCGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCGGAGGGTACCCCTGGGGTA 
GGGGTGAAATCCTATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCTCCGCTGGAACGGGTCCGACGGT 


GAGGGACGAAGGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCT 
AGGTGTCGGGTGAGGTTCGGGCTCGCCCGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTAC 
GGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAGCGTGCGGTTTAATTG 
GATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACAC 
GCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGGACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGA 
GACCCGCGCCCCCAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAG 
CCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATG 
GGCGGGACAATGGGATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATTGCG 
GGCTGCAACTCGCCCGCATGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTC 
CCCGCTCCTTGCAGAGACCGCCCGTCACCCCACCCGAGCGGGGTCCGGGTGAGGCTTGGTCTCCCTTCGG 
GGAGGCCGGGTCGAGCCCGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGG 


>gi|254971320|ref|NR_028238.1| Methanolobus taylorii GS-16 16S ribosomal RNA, partial sequence 
TTCTGGTTGATCCTGCCAGAGGTTACTGCTATCAGTGTTCGATTAAGCCATGCGAGTCAAATGTTCTTCG 
TGAACATGGCGTACTGCTCAGTAACACGTGGATAATCTGCCCTAAGGTCAGGCATAACACCGGGAAACTG 
GTGATAATTCCTGATATACCATAGATACTGGAATGTTCTGTGGTCAAAAGTTCCGGCGCCTTAGGATGAA 
TCTGCGGCCTATCAGGTTGTAGTGGGTGTAGTGTACCTACTAGCCGACGACGGGTACGGGTTGTGAGAGC 
AAGAGCCCGGAGATGGATTCTGAGACATGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTAC 
ACTGCGGGAAACCGCGATAAGGGGACACTGAGTGCCAGCATCTTATGTTGGCNGTCCGCATGTATAAATA 
GCATGTGTTAGCAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCCCGAGTGGTAG 
CCATTATTATTGGGTCTAAAGGGTCCGTAGCCGGTTTGATCAGTCTTCCGGGAAATCTGACAGCTCAACT 
GTTAGGCTTCCGGGGGATACTGTCAGACTTGGGACCGGGAGAGGTAAGAGGTACTACAGGGGTAGGAGTG 
AAATCTTGTAATCCTTGTGGGACCACCAGTGGCGAAGGCGTCTTACCAGAACGGGTCCGACGGTGAGGGA 
CGAAAGCTGGGGGCACGAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGCTCGCTAGGTGT 
CTGGGATGGTGCGACCGTTTCAGGTGCCGCAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGCCGC 
AAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACGGGTGGAGCCTGCGGTTTAATTGGNCNNA 
ACGCCGGAAAACTCACCTGGGGCGACAGCAATATGTAGGTCAGGCTGAAGGTCTTACCCGAATCGCTGAG 
AGGAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCG 
TGCCCACTGTTGCCAGCATATCCTTAGGGATGATGGGTACTCTGTGGGNACCGCCGCTGCTAAAGCGGAG 
GAAGGTGCGGGCTACGGTAGGTCAGTATGCCCCGAATCTCCAGGGCTACACGCGGGCTACAATGGCCGGG 
ACAATGGGTCCCTACCCCGAAAGGGGNTGGTAATCTCATAAACCCGGCNGTAGTTCGAATCGAGGGCTGT 
AACTCGCCCTCGTGAAGCTGGAATCCGTAGTAATCGCGTTTCAATATAGCGCGGTGAATACGTCCCTGCT 
CCTTGCACACACCGCCCGNCAAACCACCCGAGTGAGGTATGGGTGAGGGCACGGACCAAGTGCCGTGCTC 
GAACCTAAATTTCGCGGGG 


>gi|254971319|ref|NR_028237.1| Methanolobus oregonensis WAL1 16S ribosomal RNA, partial sequence 
TTCTGGTTGATCCTGCCAGAGGTCACTGCTATCAGTGTTCGACTAAGCCATGCGAGTCAAATGTTCTTCG 
TGAACATGGCGTACTGCTCAGTAACNNGTGGATAATCTGCCCTAAGGTCTGGCATAACRCCGGGAAACTG 
ATGATAATTCCAGATGGACCATGGATACTGGAATGTTCTGTGGTCAAAAGCTCCGGCGCCTTAGGATGAA 
TCTGCGGCCTATCAGGTTGTAGTGGGTGTAACGTACCTACTAGCCGACGACGGGTACGGGNTGTGAGAGC 
AAGAGCCCGGAGATGGATTCTGAGACATGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTAC 
AATGCGGGAAACCGCGATAAGGGGACACTGAGTGCCAGCATCTTATGTTGGCTGTCCACATGTATAAATA 
GCATGTGTTAGCAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCCCGAGTGGTGG 
CCACTATTATTGGGTCTAAAGGGTCCGTAGCCGGTTTGATCAGTCTTCCGGGAAATCTGACAGCTCAACT 
GTTAGGCTTCCGGGGGATACTGTCAGGCTTGGGACCGGGAGAGGTAAGAGGTACTACAGGGGTAGGAGTG 
AAATCTTGTAATCCCTGTGGGACCACCAGTGGCGAAGGCGTCTTACCAGAACGGGTCCGACGGTGAGGGA 
CGAAAGCTGGGGGCACGAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGCTCGCTAGGTGT 
CTGGGATGGTGCGACCGTTTCAGGTGCCGCAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGCCGC 
AAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACGGGTGGAGCCTGCGGTTTAATTGGNNNNA 
ACGCCGGAAAACTCACCTGGGGCGACAGCAATATGTAGGTCAGGCTGAAGGTCTTACCTGAATCGCTGAG 
AGGANGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCG 
TGCCCACTGTTGCCAGCATATCCTTCGGGATGATGGGTACTCTGTGGGNACCGCCGCTGCTAAAGCGGAG 
GAAGGTGCGGGCTACGGTAGGTCAGTATGCCCCGAATCTCCAGGGCTACACGCGGGCTACAATGGACGGG 
ACAATGGGCTCCTACCCCGAAAGGGGNTGGCAATCTCACAAACCCGGCCGTAGTTCGGATCGAGGGCTGT 
AACTCGCCCTCGTGAAGCTGGAATCCGTAGTAATCGCGTTTCAATATAGCGCGGTGAATACGTCCCTGCT 
CCTTGCACACACCGCCCGNCAAACCACCCGAGTGAGGTATGGGTGAGGGCACAGACAAAGTGCTGTGTTC 
GAACCTAAATTTCGCAAGGG 


>gi|254971318|ref|NR_028236.1| Methanosphaera stadtmanae DSM 3091 16S ribosomal RNA, partial sequence 
AATCCGTTTGATCCTGGCGGAAGCTACTGCTATTGGGATTCGATTAAGCCATGCAAGTCGAATGAACCTA 
GTTCATGGCATACGGCTCAGTAACACGTGGATAACCTACCCTTAGGACCGGGATAACTTTGGGAAACTGA 
AGATAATACTGGATATTAGGTTATGCCTGGAATGGTTTACCTTTGAAATGTATTTTTCGCCTAAGGATAG 
ATCTGCGGCTGATTAGGTCGTTGGTGGGGTAATGGCCCACCAAGCCGATGATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGACCCTACGGGGTGCAGCAGGCGCGAAACCTCCG 
CAATGTACGCAAGTGCGACGGGGGGATCCCAAGTGTTATTCTTAACAGAATAACTTTTCATTAGTGTAAA 
AAGCTTTTAGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTA 
GCTGTTTTTATTGGGCCTAAAGCGTTCGTAGCCGGTTTGATAAGTCTTTGGTGAAAGCTTGTAGCTTAAC 
TATAAGAATTGCTGAAGATACTGTCAGACNTGAAGTCGGGAGAGGTTAGAGGTACTACCGGGGTAGGGGT 
GAAATCCTATAATCCTGGGAGGACCACCTGTGGCGAAGGCGTCTAACTGGAACGATCTTGACGGTGAGTA 
ACGAAAGCCAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTG 
TTGGAATGGCCTCGAGTTGTTCCGGTGCCGAAGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGTCG 
CAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTNNNGTTTAATTGGATTC 
AACGCCGGACATCTCACCAGGAGCGACAGCAGAATGATAATCAGGTTGATGACCTTATTTGACTAGCTGA 


GAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAAGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCC 
ACGCCCTTAGTTACCAACACAATCTCTGGATTGGTGGGCACACTAGGGGGACCGCCAGTGATAAACTGGA 
GGAAGGAGTGGACGACGGTAGGTCAGTATGCCCCGAATCTCCTGGGCTACACGCGGGCTACAATGGCTAT 
GGCAATGGGTTTCTGCACTGAAAAGTGATGGTAATCTCCTAAACATAGTCTTAGTTCGGATTGAGGGCTG 
TAACTCGCCCTCATGAAGCTGGAATGCGTAGTAATCGCATGTCACAACCGTGCGGTGAATACGTCCCTGC 
TCCTTGCACACACCGCCCGTCACACCACCCAAAAAGGGTTTGGATGAGGCCATAATTTTCAAATGTTATT 
GTCGAATCTAGGTTTTTTGAGGAGG 


>gi|254971317|ref|NR_028235.1| Thermoplasma acidophilum 122-1B2 16S ribosomal RNA, partial sequence 
ACTCCGGTCGATCCTGCCGGCGGTCACTGCTATCAGGTTCCGACTAAGCCATGCAAGTCATGGGGCCGTA 
AGGCACCGGCGAACAGCTCAGTAACACGTGGATAATTTACCCTCAGGCGGGGCATAACCTCGGGAAACTG 
AGGCTAATTCCCCATAGTCATTACAAACTGGAATGGTTGTAATGATGAAAGCTTCTGCACCTGAGGATAA 
GTCTGCGGCCTATCAGGTAGTAGGTGGTGTAAAGGACCACCTAGCCTAAGACGGGTACGGGCCCTGAAAG 
GGGGAGCCCGGAGATGGACTCTGAGACAACAGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTGTG 
CAATGCGCGAAAGCGCGACACGGGGAGCCTGAGTGCCTTGACTTTTTGTCAAGGCTTTTCTGATGCCTAA 
AAAGCATCAGGAATAAGGGCTGGGCAAGACGGGTGCCAGCCGCCGCGGTAACACCCGCAGCTCGAGTGGT 
GATCACTTTTATTGAGTCTAAAGCGTTCGTAACCGGTCTTATAAATCTTCAGATAAATTCTTCCGCTTAA 
CGGAAGAACTTCTGAAGAGACTGTAAGACTTGGGACCGGGTGAGGTTGAATGTACTTTCAGGGTAGGGGT 
AAAATCCTGTAATCCTGAAAGGACGACCGGTGGCGAAAGCGTTCAACTAGAACGGATCCGACGGTGAGGG 
ACGAAGGCTAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGCTGCCCACTTGGTG 
TTGCTTCTCCGTTGAGGGGGGGCAGTGCCGTAGCGAAGGTGTTAAGTGGGTCACTTGGGGAGTACGGCCG 
CAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCGCAACGGGAGGAGCGTGCGGTTTAATTGGATTC 
AACGCCGGAAAACTCACCGGGAGCGACCTTCGGATGAGGGTCAACCTGACGAATTTACCCGATAGAAGGA 
GAGGTGGTGCATGGCCGTCGTCAGCTCGTACCGTAGGGCGTTCACTTAAGTGTGATAACGAGCAAGACCC 
CCATCTCTAATTGCCAGACTGTCTTTGCGGGCAGAGGCACTTTAGAGGGACCGCCAGCGCTAAGCTGGAG 
GAAGGAGGGGTCGACGGCAGGTCAGTACGCCCCGAATCTCCCGGGCTACACGCGCGCTACAAAGGACGGG 
ACAATGAGTTGCAACCTCGAAAGGGGAAGCTAACCTCGAAACCCGTTCGTAGTCAGGACTGAGGGCTGTA 
ACTCGCCCTCACGAATGTGGATTCCGTAGTAATCGTAGGTCAACAGCCTACGGTGAATATGCCCCTGCTC 
CTTGCACACACCGCCCGTCAAACCATCCGAGCTGGTGTTGGATGAGGGTCCGTCCTCTGGATGGATTCGA 
ATCTGATGTCAGTGAGGAGGGTTAAGTCGTAACAAGGTATCCGTAGGGGAACCTGCGGATGGATCACCTC 
Cc 


>gi|254971316|ref|NR_028234.1| Haloarcula japonica TR-1 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTCA 
GACTCGTAGCATATAGCTCAGTAACACGTGGCCAAACTACCCTACAGACCGCGATAACCTCGGGAAACTG 
AGGCCAATAGCGGATATAACTCTCAGACTGGAGTGTCGAGAGTTAGAAACGTTCCGGCGCTGTAGGATGT 
GGCTGCGGCCGATTAGGTAGATGGTGGGGTAACGGCCCACCATGCCGATAATCGGTACAGGTTGTGAGAG 
CAAGAGCCTGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACAGTGCGATAGGGGGACTCCGAGTGTGAGGGCATATAGCCCTCGCTTTTCTGTACCGTAA 
GGTGGTACAGGAACAAGGACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGTCCAAGTGAT 
GGCCGATATTATTGGGCCTAAAGCGTCCGTAGCTTGCTGTGTAAGTCCATTGGGAAATCGACCAGCTCAA 
CTGGTCGGCGTCCGGTGGAAACTACACAGCTTGGGGCCGAGAGACTCAACGGGTACGTCCGGGGTAGGAG 
TGAAATCCTGTAATCCTGGACGGACCACCAATGGGGAAACCACGTTGAGAGACCGGACCCGACAGTGAGG 
GACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACAATGCTCGCTAGGT 
ATGTCACGCGCCATGAGCACGTGATGTGCCGTAGTGAAGACGATAAGCGAGCCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCGGTCCCGACAGTAGTAATGACGGTCAGGTTGACGACTTTACCCGACGCTAC 
TGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGA 
CCCGCACTTCTAGTTGCCAGCAACACCCCTGCGGTGGTTGGGTACACTAGGAGGACTGCCGCTGCTAAAG 
CGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGGACCGGGCAACACGCGGGCTACAATGG 
CTATGACAGTGGGATGCAACGCCGAGAGGCGACGCTAATCTCCAAACGTAGTCGTAGTTCGGATTGCGGG 
CTGAAACCCGCCCGCATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGTCATGCGACGGTCGA 
ATCTGGGTTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGAGGAATCTGCGGCTGGATCACCTC 
cT 


>gi|254971314|ref|NR_028232.1| Halorubrum tebenquichense ALT-6 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTCGTACGAGTTCA 
CACTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCGCAATACCCTCGGGAAACTG 
AGGCTAATAGCGCATACCATACCACCACTGGAATGAGTGGTATGCCAAACGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTATGGGTCATGAGAG 
TGAGAACCCAGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACAGTGCGATAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTGCTTTTCGACACCCTAA 
GGCGGTGTCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGAT 
GGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCACGCAAGTCCATCGGGAAATCCACCTGCCCAA 
CAGGTGGGCGCCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGG 
GACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGCTAGGT 
GTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGACCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCATCGACTGTAGTAATGACGATCAGGTTGATGACCTTATCCGAGCTTCA 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCATCCTTACTTGCCAGCAGTATCGCGAGATAGCTGGGGACAGTAGGGAGACCGCCGTGGCTAACACG 


GAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTC 
GAGACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGC 
TGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGCGCCACGCGCGTCGAAT 
CTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971313|ref|NR_028231.1| Halorubrum californiense SF3-213 16S ribosomal RNA, partial sequence 
TTTCCCCGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTTGTACGAGTTC 
AGACTCGTAGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAACACAATACCCTCGGGAAACT 
GAGGCCAATAGTGTATACCGTACCACCACTGGAATGAGTGGTACGCCAAACGCTCCGGCGCCGAAGGATG 
TGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTATGGGTCATGAGA 
GTGAGAACCCAGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTT 
ACACTGCACGACAGTGCGATAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTGCTTTTCGGTACCCTA 
AGGCGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGA 
TGGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCTGCTCA 
ACAGGTGGGCGCCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGA 
GTGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAG 
GGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGCTAGG 
TGTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGACCGCCTGGGAAGTACGTC 
CGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGAC 
TCAACGCCGGACATCTCACCAGCATCGACTGTGGTAATGACGATCAGGTTGATGACCTTATCCGAGCCTC 
AGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGA 
CCCGCACCCTTACTTGCCAGCAGTACCGCGAGGTAGCTGGGGACAGTAGGGGGACCGCCGTGGCTAACAC 
GGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGT 
CGAGACAAAGGGTTCCTACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGG 
CTGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGTACCTCGTACGTCGAA 
TCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGG 


>gi|254971312|ref|NR_028230.1| Halorubrum litoreum Fa-1 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTCGCACGAGTTCA 
GACTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAACACAATACCCTCGGGAAACTG 
AGGCTAATAGTGTATACCACATCACCACTGGAATGAGTGATGTGCCAAACGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTATGGGTCATGAGAG 
TGAGAACCCAGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACAGTGCGATAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTGCTTTTCGGTACCGTAA 
GGTGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGAT 
GGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCTGCTCAA 
CAGGTGGGCGCCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGGACGGATCCGACAGTGAGG 
GACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGCTAGGT 
GTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGACCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCATCGACTGTAATAATGACGACCAGGTTGATGACCTTGTCCGAGTTTCA 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCACCCTTACTTGCCAGCAGCACTGCGAAGTGGCTGGGGACAGTAGGGGGACCGCCGTGGCTAACACG 
GAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTC 
GAGACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGC 
TGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGTTCCACGAACGTCGAAT 
CTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971310|ref|NR_028228.1| Methanobacterium alcaliphilum WeN4 16S ribosomal RNA, partial sequence 
GATTAAGCCATGCAAGTCGAACGAATCCTTCGGGGTTCGTGGCATACGGCTCAGTAACACGTGGATAACC 
TACCCTTAGGACTGGGATAACCCCGGGAAACTGGGGATAATACCGGATATGTAGGGTTGCCTGGAATGGT 
ACCCTATTGAAATGTTCCGACGCCTAAGGATGGATCTGCGGCAGATTAGGTAGTTGGCGGGGTAAATGCC 
CACCAAGCCAGTAATCTGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAG 
GCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGAAAGTGCGACGGGGGAAACCCAAGTGCC 
ACTCTTAACGGGGTGGCTTTTCTTAAGTGTAAAAAGCTTTTGGAATAAGAGCTGGGCAAGACCGGTGCCA 
GCCGCCGCGGTAACACCGGCAGCTCAAGTGGTGGCCATTTTTATTGGGCCTAAAGCGTTCGTAGCCGGTT 
TGATAAGTCTCTGGTGAAATCCTATGGCTTAACTGTGGGAATTGCTGGAGATACTATTAGACTTGAGGTC 
GGGAGAGGTTAGCGGTACTCCCAGGGTAGGGGTGAAATCCTGTAATCCTGGGAGGACCACCTGTGGCGAA 
GGCGGCTAACTGGAACGAACCTGACGGTGAGGGACGAAAGCCAGGGGCGCGAACCGGATTAGATACCCGG 
GTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGAATGGCTTCGAGCTGCTCCAGTGCCGAAGGGAA 
GCTGTTAAGTCCACCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACC 
ACAACGCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAGTATGA 
TAGCCAGGTTGATGACCTTGCTTTGACAAGCTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGA 
GGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGATCCCTTTTGGGATGC 
CGGGCACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCC 
GAATCCCCTGGGCAACACGCGGGCTACAATGGCTTGGACAATGGGTTCCGACACCGAAAGGTGGAGGTAA 
TCCCCTAAACCAAGTCTTAGTTCGGATCGAGGGCTGTAACTCGCCCTCGTGAAGCTGGAATGCGTAGTAA 
TCGCGTGTCATAATCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAA 
AGGGTTTGGATGAGGACTGTAGTCTTTTTGGTTATGGTCGAATCTGGGTTCTTTGAGGAGGGCGAAGTCG 


TAACAAGGTAACC 


>gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 9-3 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATTCGATTTAGCCATGCTAGTCGCACGAGTTCA 
GACTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCACAATACCCTCGGGAAACTG 
AGGCTAATAGTGCATACCACAGTCCACCTGGAATGAGGACTGTGCCAAACGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTCATGAGAG 
TGAGAACCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCCAGTGCGATAAGGGAATCCCAAGTGCGTAGGCATAGAGCCTACGCTTTTGTCCACCGTAG 
GGAGGTGGACGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGAT 
GGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCACAAGTCCATCGGAAAATCCACCCGCTCAA 
CGGGTGGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGGACGGATCCGACAGTGAGG 
GACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGTTAGGT 
GTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAACAGACCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCATCGACTGTAATAATGACGATCAGGTTGATGACCTTATCCGAGTTTCA 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCATCCTTACTTGCCAGCAGCACTGCGAAGTGGCTGGGGACAGTAGGGAGACCGCCGTGGCCAACACG 
GAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTC 
GAGGCAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGC 
TGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGCGTCACACGCGTCGAAT 
CTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATTCGATTTAGCCATGCTAGTCGCACGAGTTCA 
GGCTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCTCCATACCCTCGGGAAACTG 
AGGCTAATAGTGCATACCACAATCCAGCTGGAATGAGGATTGTGCCAAACGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTCATGAGAG 
TGAGAACCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACAGTGCGATAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTGCTTTTCGGTACCCTAA 
GGCGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGAT 
GGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCACAAGTCCATCGGAAAATCCACCCGCTCAA 
CGGGTGGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGGACGGATCCGACAGTGAGG 
GACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGCCTGCTAGGT 
GTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGGCCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCATCGACTGTAATAATGACGATCAGGTTGATGACCTTATCCGAGTTTCA 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCATCCTTACTTGCCAGCAGCACTGCGAAGTGGCTGGGGACAGTAGGGAGACCGCCGTGGCCAACACG 
GAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTC 
GAGACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGC 
TGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCATAAGCGCGCGGTGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCACGTTCCACGTGTCGAAT 
CTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971307|ref|NR_028225.1| Methanogenium marinum AK-1 16S ribosomal RNA, partial sequence 
TCCGGTTGATCCTGCCAGAGGTCACTGCTATCGGGGTTCGATTAAGCCATGCGAGTTGAGAGGGTTTAGA 
CCCTCAGCGGACTGCTCAGTAACACGTGGATAACCTGCCCTAAGGTGGAGAATAACCCCGGGAAACTGGG 
GATAATACTCCATAGACTAGAGATACTGGAATGTTCTTTAGTCGAAAGCTCCGGCGCCTTAGGATGGATC 
TGCGGTCGATTAGGTTGTTGTTGGGGTAACGGCCCAACAAGCCTGTAATCGATACGGGTTGTGGGAGCAA 
GAGCCCGGAGATGGAATCTGAGACACGATTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAA 
TGCAGGAAACTGTGATAAGGGAACCCCGAGTGCCCGTATACGCGGGCTGTCCAGGTGTTTAAAACGCATC 
TGAAGAAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCACTA 
TTATTGGGCTTAAAGCGTCCGTAGCTGGACCGATAAGTCTCTTGGGAAATCCGCCGGCTTAACCGGCGGG 
CGTCCAGGAGATACTGTTGGTCTAGGGACCGGGAGAGGTGAGAGGTACTCCGGGGGTAGGAGTGAAATCC 
TGTAATCCCCGGGGGACCACCGATGGCGAAGGCATCTCACCAGAACGGCTCCGACAGTGAGGGACGAAAG 
CTGGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACTATGCGCGTTAGGTGTACCGGT 
GACCACGAGTCACTGGGGTGCCGAAGGGAAACCGTGAAACGTGCCGCCTGGGAAGTACGGTCGCAAGGCT 
GAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCG 
GAAATCTCACCGGATAAGACAGCGGAATGATAACCGGGCTGAAGACTCTGTTTGACCAGCTGAGAGGAGG 
TGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAA 
CAGTTGCTAGCTTGTTCTCCGGAATGAAGAGGACACTGTTGGGACCGCCTCTGCTAAAGAGGAGGAAGGA 
ATGGGCAACGGTAGGTCAGCATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGGCAGGACAATG 
GGTATCGACACCGAAAGGTGAAGGCAATCTCTTAAACCTGTCCTAAGTTCGGATTGTGGGCTGTAACTCG 
CCCACATGAAGCTGGAATCCGTAGTAATCGCGTTTCAACATAGCGCGGTGAATGCGTCCCTGCTCCTTGC 
ACACACCGCCCGTCAAACCATCCGAGTGAGGTCTGGATGAGCCTGTGGTTTTTGCCGCAGTCGAATCTAG 
GTTTCGCAAGGAGGGTTAAGTCGTAACAAGGTAACC 


>gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum JCM 9060 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTTGTACGAGTTCA 


GACTCGTAGCGAACAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCACCATACCCTCGGGAAACTG 
AGGCTAATAGTGCATTCCACACTCAGCCTGGAATGGCGAGTGTGACAAACGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTGGTGAGAG 
CCAGAACCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCACAGGCGCGAAACCTTTAC 
ACTGCACGCCACTGCGATAAGGGGATCCCAAGTGCGTAGGCATAGAGCCTACGCTTTTGTACACCGTAGG 
GAGGTGTACGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATG 
GCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCACAAGTCCATCGGGAAATTCACCCGCTCAAC 
GGGTGGACGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAGT 
GAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGGG 
ACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCTGTTAGGTG 
TGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAACAGGCCGCCTGGGAAGTACGTCCG 
CAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGAGCCTGCGGTTTAATTGGACTCA 
ACGCCGGACATCTCACCAGCATCGACTGTAGTCATGACGGTCAGGTTGATGACCTTACCACGAGCTACAG 
AGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACC 
CGCATCCTTACTTGCCAGCAACGCTGTGAAGCGGTTGGGGACAGTAGGGAGACTGCCGTGGCCAACACGG 
AGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCG 
GGACAGAGGGTTCCTACCCCGAGAGGGGACGGTAATCTCAGAAACCCGATCGTAGTTCGGATTGTGGGCT 
GAAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGCAGCGCGCGGTGAATACGTCCCTG 
CTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGTACCACGTACGTCGAATC 
TGGGTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971305|ref|NR_028223.1| Natronobacterium gregoryi SP2 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGGGTTAG 
ACCCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGCGGGATAACCTCGGGAAACTGA 
GGCTAATCCTGCATACGGCTCTCATGCTGGAAGTGCAGAGAGCTCGAAACGCTCCGGCGCTGTAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACACTGGATTAGGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCACGACCGTAA 
GGAGGTCGCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGAT 
GGCCGCTCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCACGCAAGTCCGTCGGGAAATCTCCTCGCTCAA 
CGAGGAGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGACTGCGGGGTACGTCCGGGGTAGGAGT 
GAAATCCTGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCGCAGGAAGACGGATCCGACGGTGAGGG 
ACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTG 
TGACACAGGCTACGAGCCTGTGTTGTGCCGCAGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGC 
AAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCA 
ACGCCGGACATCTCACCAGCATCGACAGTAGCAATGAACGTCAGTGTGATGAGCTTACTGGAGCTACTGA 
GAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCC 
GCACTCCTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGG 
AGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCG 
AGACAGTGGGACCCTACCCCGAGAGGGGACGGTAATCTCCGAAACTCGGTCGTAGTTCGGATTGCAGGCT 
GAAACTCGCCTGCATGAAGCTGGATTCGGTAGTAATCGCCGTTCAGAAGACGGCGGTGAATACGTCCCTG 
CTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGCGCTTCCGGCGGTCGAATCTG 
GGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971304|ref|NR_028222.1| Metallosphaera hakonensis H01-1 16S ribosomal RNA, partial sequence 
CCGGACCCGATCGCTATAGGGGTAGGGATAAGCCATGGGAGTCGTACGCTCTCGGGAAGAGGGCGTGGCG 
GACGGCTGAGTAACACGTGGCTAACCTGCCCTTGGGACCCGGATAACCCCGGGAAACTGGGGCTAATCCG 
GGGCAGATAAGGGGATCTGGAACGACCTCTTATCTAAATGCCTCCCGGCTGATCCCGTCGGGAGGTGCCC 
AAGGATGGGGCTGCGGCCCATCAGGCTGTTGGGGGAGTAAAGGTCCCCCAAACCGATAACGGGTAGGGGC 
CGTGGGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGCCCTACGGGGCGCACCAGGCGCGG 
AACGTCCCCAATGCGGGAAACCGTGAGGGCGTTACCCCTAGTGCCCTCGCAAGAGGGCTTTTCTCCACTT 
TAGAACGGTGGAGGAATAAGCGGGGGGCAAGACTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAGT 
GATCGGGACGTTTATTGGGCTTAAAGCGCCCGTAGCCGGCCTGTAAAGTCACCGTTTAAAGACCCGGGCT 
CAACTCGGGGAACGGCGGTGATACTTACAGGCTAGGGGGCGGGAGAGGTCGGAGGTACTCCCGGAGTAGG 
GGCGAAATCCTCAGATCCCGGGAGGACCACCAGTGGCGAAAGCGTCCGGCTAGAACGCGCCCGACGGTGA 
GGGGCGAAAGCCGGGGTAGCAAATAGGATTAGATACCCTAGTAGTCCCGGCTGTAAACGATGCAGGCTAG 
GTGTCGCGTAGGCTTTGGGCCTACGCGGTGCCGCAGGAAAACTGGTAAGCCCGCCGCCTGGGGAGTACGG 
CCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAACCTGCGGCTCAATTGGA 
GTCAACGCCTGGAATCTCACCGGGGGAGACCGCAGGATGACGGCCAGGCTAACGACCTTGCCAGACTCGC 
GGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCGGTTAAGTCCGGCAACGAGCGAGA 
CCCCCACTTCTAGTTGGTAATTGTCTCTCTGGAGACGGTCCACACTAGAAGGACTGCCGGTGTTAAACCG 
GAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAAACTTCCGGGCCGCACGCGGGTTACAATGGCA 
GGGACAGCGGGATCTGACCCCGAAAGGGGAAGGCAATCCCACAAACCCTGCCTCAGTTGGGATCGAGGGC 
TGAAACTCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCGGGTCAACAACCCGCGGTGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGTGGAGGGGAAGTGAGGCCTCTTGCCCTTCGGGGTG 
GGAGGTCGAGCTTCTCCTCCGCGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTAGGGGAAC 


>gi|254971303|ref|NR_028221.1| Acidianus ambivalens LEI 10 16S ribosomal RNA, partial sequence 
CCGGACCCGACCGCTATGGGGGTAGGGC TAAGCCATGGGAGTCGTACGCCCTCGGGTAAGAGGGCGTGGC 
GGACGGCTGAGTAACACGTGGCTAACCTACCCTCGGGACCCGGATAACTCCGGGAAACTGGAGCTAATCC 
GGGGCAGGCGAAGGGTACTGGAACGTCCCTTCGCCTAAAGGGGCATGGGCTATTTCCCGCTCATGCCCGC 
CCGAGGATGGGGCTGCGGCCCATCAGGCTGTTGGCAGGGTAACGGCCCGCCAAACCGATAACGGGTAGGG 
GCCGTGAGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGGCTACGGGGCGCACCAGGCGCG 


AAACGTCCCCAATGCGGGAAACCGTGAGGGCGCTACCCCCAGTGCTCCCGAAAGGGAGCTTTTCCCCGCT 
TTAGAACGGCGGGGGAATAAGTGGGGGGCAAGACTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAG 
TGGTCGGGACGCTTACTGGGCTTAAAGCGCCCGTAGCCGGCCCTGCAAGTCACTGCTTAAAGACCCGGGC 
TCAACCCGGGAAAGGGCAGTGATACTGCAGGGC TAGGGGGCGGGAGAGGTCGGAGGTACTCCCGGAGTAG 
GGGCGAAATCCACAGATCCCGGGAGGACCACCAGTGGCGAAAGCGTCCGGCCAGAACGCGCCCGACGGTG 
AGGGGCGAAAGCGGGGTAGCAAAAGGGATTAGATACCCCTGTAGTCCCGGCTGTAAACGATGCAGGCTAG 
GTGTCGCGTAGGCTTTGGGCCTACGCGGTGCCGCAGGGAAACCGGTAAGCCTGCCGCCTGGGGAGTACGC 
CCGCAAGGGTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAACCTGCGGCTCAATTGGA 
GTCAACGCCTGGAATCTCACCGGGGGAGACCGCAGGATGACGGCCAGGCTAACGACCTTGCCAGACTCGC 
GGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCGGTTAAGTCCGGCAACGAGCGAGA 
CCCCCACCCTTAGTTGGTATCCCGGTCTCCGGACCGGGACCACACTAAGGGGACTGCCGGCGTTAAGCCG 
GAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAAACCCCCGGGCCGCACGCGGGTTACAATGGCA 
GGGACAGCGGGATTCCGACCCCGAAAGGGGGAGGTAATCCCTCAAACCCTGCCTCAGTTGGGATCGAGGG 
CTGAAACTCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCACGTCAACAACGTGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGTGAGGAAGAAGTGAGGCTCCTTGCCCTTCGGGGT 
GGGGAGTCGAACTTCTTCCTCGCGATGGGGGAGAAGTCGTAACAAGGTAGCCGTAGGGGAAC 


>gi|254971302|ref|NR_028220.1| Halorubrum distributum JCM 9100 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGAATCCGATTTAGCCATGCTAGTCGCACGATTTCA 
GACTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAACACAATACCCTCGGGAAACTG 
AGGCTAATAGTGTATACCATACCACCACTGGAATGAGTGGTATGCCAAACGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTATGGGTCATGAGAG 
TGAGAACCCAGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACACTGGATTAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTCCTTTTCGGTACCGTAA 
GTGGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGAT 
GGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCTGCTCAA 
CAGGTGGGCGCCCGGTAGAAATTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTTGCGAGGACGGATCCGACAGTGAGG 
GACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGCTAGGT 
GTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGAAGCCGCTAAGCAGACCGCCTGGGAAGTACGTCCG 
CAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTC 
AACGCCGGACATCTCACCAGCATCGACTGTAATAATGACGACCAGGTTGATGACCTTGTCCGAGTTTCAG 
AGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACC 
CGCACCCTTACTTGCCAGCAGTACCGCGAGTAGCTGGGGACAGTAGGAGGACCGCCGTGGCTAACACGGA 
GGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGA 
GACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGCTG 
CAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCTGC 
TCCTTGCACACACCGCCCGTTAAAGCACCCGAGTGAGGTCCGGATGAGGCGTTCCACGAACGTCGAATCT 
GGCTTTGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971301|ref|NR_028219.1| Halomicrobium mukohataei arg-2 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTCGCACGGGCTTA 
GACCCGTGGCGTATAGCTCAGTAACACGTGGCCAAACTACCCTATAGACCATGATAACCTCGGGAAACTG 
AGGCTAATCGTGGATATCGCATTCACGCTTGAACTGCCGAATGCGAGAAACGTTCCGGCGCTATAGGATG 
TGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTGGTGACA 
GCCAGAACCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTT 
ACACTGCACGACAGTGCGATAGGGGGACTCCGAGTGCGAGGGCATATAGCCCTCGCTTTTCTGTACCGTA 
AGGTGGTACAGGAACAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGA 
TGGCCGCTATTATTGGGCCTAAAGCGTTCGTAGCCGGCCGGTCAAGTCTGTTGGGAAATCGACGCGCTCA 
ACGCGTCGGCTTCCGGTGGAAACTGCACGGCTTGGGGCCGGAAGACTCAGCGGGTACGTCTGGGGTAGGA 
GTGAAATCCTGTAATCCTGGACGGACCACCAATGGCGAAAGCGACGCTGAGAAGCCGGACCCGACAGTGA 
GGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCAGGCCGTAAACGATGCTCGTTAG 
GTCTGCCGTGCACTACGAGTGCACGGTGAGCCGAAGTGAAGACGATAAACGAGCCGCCTGGGAAGTACGT 
CCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGGTTTAATTGGA 
CTCAACGCCGGACATCTCACCAGTCCCGACAGTAATAACGACGGTCAGCTTGACGAGCTTTCCCCGAGTT 
ACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCATCCTGTTAAGTCAGGTAACGAGCGA 
GACCCGCATCCGTAGTTGCCAGCGATACCCCGAGGTAGTCGGGTACACTACGGAGACCGCCGACGCTAAG 
TCGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGGACTGGGCAACACGCGGGCTACAATG 
GTCGAGACAATGGGTCGCGATACCGAGAGGTAGAGCTAATCTCCCAAACTCGGTCGTAGTTCGGATTGTG 
GGCTGAAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATACGTC 
CCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCATCATGCGATGGTC 
AAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGAGGAATCTGCGGCTGGATCAC 


>gi|254971300|ref|NR_028218.1| Haloarcula argentinensis arg-1 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTCGCACGAGTTTA 
GACTCGTGGCATATAGCTCAGTAACACGTGGCCAAACTACCCTACAGACCGCGATAACCTCGGGAAACTG 
AGGCCAATAGCGGATATAACTCTCAGGCTGGAGTGCCGAGAGTTAGAAACGTTCCGGCGCTGTAGGATGT 
GGCTGCGGCCGATTAGGTAGATGGTGGGGTAACGGCCCACCATGCCGATAATCGGTACAGGTTGTGAGAG 
CAAGAGCCTGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACAGTGCGATAGGGGGACTCCGAGTGTGAGGGCATATAGCCCTCGCTTTTCTGTACCGTAA 
GGTGGTACAGGAACAAGGACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGTCCAAGTGAT 
GGCCGATATTATTGGGCCTAAAGCGTCCGTAGCTTGCTGTGTAAGTCCATTGGGAAATCGACCAGCTCAA 
CTGGTCGGCGTCCGGTGGAAACTACACAGCTTGGGGCCGAGAGACTCAACGGGTACGTCCGGGGTAGGAG 


TGAAATCCTGTAATCCTGGACGGACCACCAATGGGGAAACCACGTTGAGAGACCGGACCCGACAGTGAGG 
GACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACAATGCTCGCTAGGT 
ATGTCACGCGCCATGAGCACGTGATGTGCCGTAGTGAAGACGATAAGCGAGCCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCGGTCCCGACAGTAGTAATGACAGTCAGGTTGACGACTTTACTCGACGCTAC 
TGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGA 
CCCACACTTCTAGTTGCCAGCAACACCCCTGCGGTGGTTGGGTACACTAGGAGGACTGCCATTGCTAAAA 
TGGAGGAAGGAATGGGCAACGGTAGGTCAGTATGCCCCGAATGGACCGGGCAACACGCGGGCTACAATGG 
CTATGACAGTGGGACGCAACGCCGAGAGGCGAAGCTAATCTCCAAACGTAGTCGTAGTTCGGATTGCGGG 
CTGAAACCCGCCCGCATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGTCATGCGACGGTCGA 
ATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGAGGAATCTGCGGCTGGATCAC 


>gi|254971299|ref|NR_028217.1| Natronococcus amylolyticus Ah-36 16S ribosomal RNA, partial sequence 
ACTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGTACGAGTTTA 
GACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTCTGGAGCGCGACAACCTCGGGAAACTG 
AGGCTAATCGTGCATACCGCTCTCATGCTGGAAGTTGCAGAGAGCTCGAAATGCCCCGGCGCCAGAGGAT 
GTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAG 
AGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTT 
TACACTGCACGCCAGTGCGATAAGGGGACTCCAAGTGCGAGGGCATAGAGCCCTCGCTTTTCACGACCGT 
AAGGAGGTCGTAGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTG 
ATGGCCGCTCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCGCACGCTT 
AACGTGCGGGCGTCCGGTGGAAACTGCGTGGCTTGGGACCGGAAGATCCAGAGGGTACGTCCGGGGTAGG 
AGTGAAATCCTGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCTCTGGAAAGACGGATCCGACGGTGA 
GGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAG 
GTGTGCCACAGGCTACGAGCCTGTGGTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGT 
CCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGA 
CTCAACGCCGGACATCTCACCAGCATCGACAGTAGCAATGAAAATCAGTGTGATGAGCTTATTGGAGCTA 
CTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAG 
ACCCGCACTCCTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAA 
CTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATG 
GTCGAGACAGTGGGACGCAACCCCGAGAGGGGGCGCTAATCTCCGAAACTCGATCGTAGTTCGGATTGCG 
GACTGAAACTCGTCCGCATGAAGCTGGATTCGGTAGTAATCGCCGTTCAGAAGACGGCGGTGAATACGTC 
CCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCCCTGTACGGGGGTC 
GAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACC 
TCCA 


>gi|254971298|ref|NR_028216.1| Thermococcus kodakarensis KOD1 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCACTGCTATGGGGGTCCGAC TAAGCCATGCGAGTCATGGGGCGCGC 
TCTGCGCGCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGA 
AACTGGGGCTAATCCCCCATAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGGCATCTGCCCGCC 
CGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGG 
CCATGAGAGTGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCG 
AAACCTCCGCAATGCGGGCAACCGCGACGGGGGGACCCCCAGTGCCGTGGCATAGCCACGGCTTTTCCGG 
AGTGTAAAAAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCC 
GAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCAC 
GGCTCAACCGTGGGGCTTGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGG 
GTAGGGGTGAAATCCTATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGAC 
GGTGAGGGACGAAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGG 
GCTAGGTGTCGGGCGAGCTTCGAGCTCGCCCGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAG 
TACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAA 
TTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGA 
CACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAG 
CGAGACCCGCGCCCCCAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGAT 
AAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACA 
ATGGGCGGGACAATGGGATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATC 
GCGGGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATAC 
GTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTCCGGGTGAGGCCTGGTCTCCCTT 
CGGGGAGGCCGGGTCGAGCCTGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTAGGGGAACC 
TACGGCTCGATCACCTCCTATCGCCGGA 


>gi|254971294|ref|NR_028212.1| Haloferax mediterranei ATCC 33500 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCA 
CACTCGTGGCGAAAAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTG 
AGGCTAATAGTTCATACGGGAGTCATGCTTGAATGCCGACTCCCCGAAACGCTCCGGCGCTGTAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGAA 
CAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCAAGTGCGATAAGGGGACCCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCTCGACTGTAA 
GGCGGTCGAGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGAT 
GACCGATATTATTGGGCCTAAAGCGTCCGTAGCCGGCCATGAAGGTTCATCGGGAAATCCGCCAGCTCAA 
CTGGCGGGCGTCCGGTGAAAACCACATGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCTGGGGTAGGAG 
TGAAATCCTGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGT 


GTGGCACAGGCTACGAGCCTGTCTTGTGCCGTAGGGAAGCCGTGAAGCGAGCCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCTCCGACTACAGTAATGACGGTCAGGTTGATGACCTTACCACGACGCTG 
TAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAG 
ACCCGCACTTCTAATTGCCAGCAACAGTTTCGACTGGTTGGGTACATTAGAAGGACTGCCGCTGCTAAAG 
CGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGG 
TCAAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAATCTCCTAAACTTGATCGTAGTTCGGATTGAGG 
ACTGAAACTCGTCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCACAAGAGTGCGGTGAATACGTCC 
CTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCG 
AATCTGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTC 
CT 


>gi|254971292|ref|NR_028210.1| Ferroplasma cupricumulans BH2 16S ribosomal RNA, partial sequence 
TTCTGGTTNGATCCTGCCGGGCGGCCACTGCTATCAAGTTCCGACTAAGCCATGCGAGTCAAGGTATCGT 
AAGATGCCGGCATACTGCTCAGTAACACGTGGATAATTTACCCTTGGGAAAGGGATAACCTCGGAAAACT 
GAGGCTAATACCTTATAGTTGCTTAAAACTGGAAGGTTTAGGCAATGAAAGTTTCGACGCCCAAGGATAA 
GTCTGCGGCCTATCAGGTAGTAGGTGGTGTAACGGACCACCTAGCCTTAGACGGGTACGGGCCCTGGGAG 
GGGTAGCCCGGAGATGGACTCTGAGACATAAGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTGTG 
CAATGCGCGAAAGCGCGACACGGGGAGCTTGAGTGTCTTGGCATAGCCAAGACTTTTCTTATACCTAAAA 
AGTATAAGGAATAAGTGCTGGGTAAGACGGGTGCCAGCCGCCGCGGTAACACCCGCAGCACAAGTGGTGG 
TCACTTTTATTGAGCCTAAAGCGTTCGTAGCCGGTTTTGTAAATCTTCAGGTAAATCCTGAAGCCTAACT 
TCAGAAGGCCTGAAGAGACTGCAAAACTTGAGATCGGGTGAGGTTAAACGTACTTTCAGGGTAGGGGTAA 
AATCCTGTAATCCTGGAAGGACGACCGGTGGCGAAGGCGTTTAACTAGAACGAATCTGACGGTGAGGAAC 
GAAGGCTAGGGTAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACACTGCCCACTTGATGTT 
GCTTTTCCGTTGAGGGAAGGCAGTGTCGGAGCGAAGGTGTTAAGTGGGCCGCTTGGGAAGTATGGTCGCA 
AGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCGCAACGGGAGGAATGTGCGGTTTAATTGGATTCAA 
CGCCGGAAAACTCACCGGGAACGACCTGTGGATGAGAGTCAACCTGACGAGTTTACTCGATAGCAGGAGA 
GGTGGTGCATGGCCGTCGTCAGCTCGTACCGTAGGGCGTTCACTTAAGTGTGATAACGAGCGAGACCCAC 
ATCTCTAATTGCTAATGTATATGCGAATATACATGCACTTTAGAGAGACCGCCATCGCTAAGATGGAGGA 
AGGAGCGGTCGACGGCAGGTCAGTACGCCCCGAATTTCCCGGGC TACACGCGCATTACAAAGAACGGGAC 
AATGCGTTGCAACCTCGAAAGGGGAAGCTAATCGCGAAACCCGTCCATAGTTAGGATTGAGGGCTGTAAC 
TCGCCCTCATGAATCTGGATTCCGTAGTAATCGCGGGTCAACAACCCGCGGTGAACATGCCCCTGCTCCT 
TGCACACACCGCCCGTCAAACCATCCGAGTTGGTGTTGGATGAGGCTTAATTCGAGAGGGTTAAGTCAAA 
TCTGATGTTGGTGAGGAGGGTTAAGTCGTAACAGGGTACCCGTAA 


>gi|254971291|ref|NR_028209.1| Haloferax larsenii 2J206 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTTA 
GACTCGTGGCGAAAAGCTCAGTAACACGTGGTCAAACTACCCTACGAAGACCCATAACCTCGGGAAACTG 
AGGCTAATAGGTCATAGGAGAGTCACGCTGGAATGCCGACTCTCCCAAACGCTCAGGCGTCGTAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCAAGTGCGATAAGGGGACCCCAAGTGCGAGGGCATATAGTCCTCGCTTTTTCCGACCGTAA 
GGTGGTCGGCGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGAT 
GACCGATATTATTGGGCCTAAAGCGTCCGTAGCCGGCCACGAAGGTTCATCGGGAAATCCGCCAGCTTAA 
CTGGCGGGCGTCCGGTGAAAACCACGTGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGT 
GTGGCACAGGCTACGAGCCTGTGCTGTGCCGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCTCCGACTATAGTAATGACGGTCAGGTTGATGACCTTGCCACGACGCTA 
TAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAG 
ACCCGCACTTCTAATTGCCAGCAACAGTTTCGACTGGTTGGGTACATTAGAAGGACTGCCGCTGCTAAAG 
CGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGG 
CCGAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAATCTCCTAAACTCGGTCGTAGTTCGGATTGAGG 
GCTGAAACCCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAGAAGAGTGCGGTGAATACGTCC 
CTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCG 
AATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCT 
ccT 


>gi|254971290|ref|NR_028208.1| Haloterrigena saccharevitans AB14 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTCA 
GACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCGAATAACCTCGGGAAACTG 
AGGCTAATTCGGGATACGATTCACGACCTGGAGTGGTGTAAATCCGAAACGCTCCGGCGCCATAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCGAGTGCGATAGGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTTGCGACCGTAA 
GGAGGTCGCGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGAT 
GACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCGTGCAAGTCCATCGGGAAATCCGCGCGCTCAA 
CGCGGGGGCGTCCGGTGGAAACTGCACGGCTTGGGACCGGAAGACCAGAGGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGT 
GTGGCACAGGCTACGAGCCTGTGCTGTGCCGCAGGGAAGCCGCGAAGCAGACCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 


CAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGAAAGTCAGGTTGATGACCTTACCGGAGCCAT 
TGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGA 
CCCGCACTCCTAATTGCCAGCAAACCCTAGCGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACT 
GGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGC 
CGAGACAGTGGGATGCAACCCCGAGAGGGGGCGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAGGG 
CTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGACGCAACGTCGGTCG 
AATCTGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTC 
cr 


>gi|254971289|ref|NR_028207.1| Haloquadratum walsbyi C23 16S ribosomal RNA, partial sequence 
CGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTCGTGCGAGTTCAGACTCGCGGCACCGAGC 
TCAGTAACACGTGGCCAAACTACCCTACAGAGACGGATACCCTCGGGAAACTGAGGTTAACCCGTCATAT 
CGATCTCAGGCTTGAATCGCAGAGATCACAAAACGCCCCGGCGCTGTAGGATGTGGCTGCGGTTGATTAG 
GTAGACGGTGGGGTAACGGCCCACCGTGCCCATAATCAGTACAGGTTGTGAGAGCAAGAACCTGGAGACG 
GAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCACGTGC 
GATAAGGGGACTCCGAGTGCGAGGGCATATCGTCCTCGCTTTCGTGTACCGTAGGGTGGTACACCAACAA 
GGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGATGGCCGATCTTATTGGG 
CCTAAAGCGTCCGTAGCTGGCTGCGCAAGTCCGTCGGGAAATCCACTCGCCCAACGAGTGGGCGTCCGAC 
GGAAACTGCACAGCTTGGGACCGGAAGGCTCGAAGGGTACGTTCGGGGTAGGAGTGAAATCCCATAATCC 
CGCACGGACCACCGATGGCGAAAGCACTTCGAGAAAACGGATCCGACAGTGAGGGACGAAAGCCAGGGTC 
TCCAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTTCGCTAGGTATGACACAGACTACGC 
GTCTCTGTTGTGCCGTAGGGAAGCCGAGAAGCGAACCGCCTGGGAAGTACGTCTGCAAGGATGAAACTTA 
AAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTC 
ACCAGCTCCGACTACAGTGATGACGACCAGGTTGATGACCTCATCACGACGCTGTAGAGAGGAGGTGCAT 
GGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACCCCTAATT 
GCCAGCAACAGTTTCGACTGGTTGGGTACATTAGGAGGACTGCCAGTGTTAAACTGGAGGAAGGAACGGG 
CAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCAACACGCGGGCTACAATGGCTAAGACAATGGGTCG 
CTATCTCGACAGAGAACGCTAATCTCGAAACTTAGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCA 
TGAAGCTGGATTCGGTAGTAGCCGCCTTTCAGTAGAAGGCGACGAATACGTCCCTGCTCCTTGCACACAC 
CGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCTATCACTGATAGTCGAATCTGGGCTTCGCAAGG 
GGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGC 


>gi|254971287|ref|NR_028205.1| Halorubrum xinjiangense BD-1 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTCGCACGAGTTCA 
GACTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAACACAATACCCTCGGGAAACTG 
AGGCTAATAGTGTATACCATACCACCACTGGAATGAGTGGTATGCCAAACGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTCATGAGAG 
TGAGAACCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACAGTGCGATAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTGCTTTTCGGTACCGTAA 
GGTGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGAT 
GGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCTGCTCAA 
CAGGTGGGCGCCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGG 
GACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGCCTGCTAGGT 
GTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGGCCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCATCGACTGTAATAATGACGACCAGGTTGATGACCTTGTCCGAGTTTCA 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCATCCTTACTTGCCAGCAGTACCGCGAGGTAGCTGGGGACAGTAGGGAGACCGCCGTGGCTAACACG 
GAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTC 
AGGACAAAGGGTTCCTACTCCGAAAGGAGACGGTAATCTCAGAAACCTGATCGTAGTTCGGATTGTGGGC 
TGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGTACCTCGTACGTCGAAT 
CTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971286|ref|NR_028204.1| Haloferax sulfurifontis M6 16S ribosomal RNA, partial sequence 
AGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGCTTAGACTCGTTGCGGAAAGCTCA 
GTAACACGTGGACAAACTACCCTACGGAGAGCCATAACCTCGGGAAACTGAGGCTAATAGTTCATAGGAG 
AGTCGCGCTGGAAATGCCGACTCTCCCAAACGCTCCGGCGCCGTAGGATGTGTCTGCGGCCGATTAGGTA 
GACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGAA 
TCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGCGAT 
AAGGGGACCCCAAATGCGAGGGCATATAGTCCTCGCTTTTCACGACTGTAAGGCGGTCGTGGAATAAGAG 
CTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATGACCGATATTATTGGGCCT 
AAAGCGTCCGTAGCCGGCCACGAAGGTTCATCGGGAAATCCGCCAGCTCAACTGGCGGGCGTCCGGTGAA 
AACCACGTGGCTTGGGGCCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAGTGAAACCCTGTAATCCTAG 
ACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGGGACGAAAGCTAGGGTCTCG 
AACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGTGTGGCACAGGCTACGAGCC 
TGTGCCGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGCACGTCCGCAAGGATGAAACTTAAAGGAATT 
GGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCTC 
CGACTATAGTGATGACGATCAGGTTGATGACCTTATCACGACGCTATAGAGAGGAGGTGCATGGCCGCCG 
TCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTTCTAATTGCCAGCAG 
CAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCGGAGGAAGGAACGGGCAACGGTA 


GGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGTCGAGACAATGGGTTGCTATCTCG 
AAAGAGAACGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCT 
GGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGT 
CAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCGAATCTGGGCTTCGCAAGGGGGCTT 
AAGTCGTAA 


>gi|254971285|ref|NR_028203.1| Haloferax volcanii DS 2 16S ribosomal RNA, partial sequence 


AGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCATACTCGTGGCGAAAAGCTCA 
GTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTGAGGCTAATAGTTCATACGGG 
AGTCATGCTGGAATGCCGACTCCCCGAAACGCTCAGGCGCTGTAGGATGTGGCTGCGGCCGATTAGGTAG 
ACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGAAT 
CTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGCGATA 
AGGGGACCCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCTCGACCGTAAGGCGGTCGAGGAATAAGAGC 
TGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATGACCGATATTATTGGGCCTA 
AAGCGTCCGTAGCCGGCCACGAAGGTTCATCGGGAAATCCGCTAGCTCAACTGGCGGGCGTCCGGTGAAA 
ACCACGTGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGA 
CGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGGGACGAAAGCTAGGGTCTCGA 
ACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGTGTGACACAGGCTACGAGCCT 
GTGTTGTGCCGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGG 
AATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCA 
GCTCCGACTACAGTGATGACGATCAGGTTGATGACCTTATCACGACGCTGTAGAGAGGAGGTGCATGGCC 
GCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTTCTAATTGCCA 
GCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCGGAGGAAGGAACGGGCAAC 
GGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGTCGAGACAATGGGTCGCTAT 
CTCGAAAGAGAACGCTAATCTCCTGAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGA 
AGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAGTACGTCCCTGCTCCTTGCACACACCGC 
CCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCGAATCTGGGCTTCGCAAGGGG 
GcTT 


>gi|254971283|ref|NR_028201.1| Halobiforma lacisalsi AJ5 16S ribosomal 
ATTCCGGTTGATCCTGCCGGAGGCCATTTCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGGGTTCA 
GACCCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTCTGGAGCGCAATAACCTCGGGAAACTG 
AGGCTAATGGCGCATACGGCTCGGCACCTGGAGTGGGCCGAGCTCGAAACGCTCCGGCGCCAGAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCCAGTGCGATAAGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCTGGACCGTAA 
GGTGGTCCAGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGAT 
GGCCGCTCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGATCAAGTCCGTCGGGAAATCCGCACGCCCAA 
CGTGCGGGCGTCCGGTGGAAACTGATCGGCTTGGGACCGGAAGACCAGAGGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGT 
GTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCAC TACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCATCGACAGTAGCAATGAAAGTCAGCCTGATGAGCTTACTGGAGTTACT 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCACTCCTAATTGCCAGCAACACCCCCGTGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACT 
GGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGC 
CGAGACAGTGGGATGCAACGCCGAGAGGCGACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGCGGA 
CTGAAACTCGTCCGCATGAAGCTGGATTCGGTAGTAATCGCCGTTCAGAAGACGGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCCGGTTTCCGGGTCGAA 
TCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCC 
T 


RNA, partial sequence 


>gi|254971281|ref|NR_028199.1| Natrinema altunense AJ2 16S ribosomal RNA, partial sequence 


ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTTA 
GACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCGAATAACCTCGGGAAACTG 
AGGCTAATATGGAATAGCGTTCATCGCCTGGAGTGGCACGAACGCGAAACGTTACGGCGCCATAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCGAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTCACGACCGTAA 
GGTGGTCGTAGAATAAGTGACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGA 
TGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCACGCAAGTCTATCGGGAAATCCGCGCGCTTA 
ACGCGCGCGCGTCCGGTGGAAACTGCGTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCCGGGGTAGGA 
GTGAAATTCCGTAATTCTGGACGGACCACCGGTGGCGAAAGCGCCTCTTGAAGACGGATCCGACGGTGAG 
GGACGAAAGTTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGG 
TGTGGCACAGGCTACAAGCCTGTGCTGTGCCGTAGGGAAGCCGTGAAGCAGACCCCCTGGAAAGTACGTC 
CGCAAGGATAAAACTTAAAGAAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGAC 
TCAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGAACGTCAGGTTGATGACCTTACTGGAGCCA 
TTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAG 
ACCCGCACTCCTAATTGCCAGCAACACCCTTGCGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAA 
CTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATG 
GCCGAGACAGTGGGATGCAACCCCGAAAGGGGACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAG 
GGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTC 


CCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGTTGAGGCCGACGCAACGTCGGT 
CGAATCTGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACC 
TCCT 


>gi|254971280|ref|NR_028198.1| Halorubrum tibetense 8W8 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTTGCACGAGTTCA 
GACTCGTAGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCACCATACCCTCGGGAAACTG 
AGGCTAATAGTGCATCTCACACTCACCCTGGAATGGCGAGTGTGTCAAACGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCTCCGTGCCGATAATCGGTACGGGTCATGAGAG 
TGAGAACCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACAGTGCGATAAGGGGATCCCAAGTGCGTAGGCATAGAGCCTACGCTTTTGTACACCCTAG 
GGAGGTGTCCGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGAT 
GGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGTGAAAGTCCATCGGGAAATCCACCGCTCAAC 
GGGTGGACGTCCGGTGGAAACTTCACGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAGT 
GAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGGG 
ACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACAATGCCTGCTAGGTG 
TGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGGCCGCCTGGGAAGTACGTCCG 
CAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTC 
AACGCCGGACATCTCACCAGCATCGACTGTGGTAATGACGGTCAGGTTGATGACCTCGCCACGAGCCACA 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCATCCGTACTTGCCAGCAACACTGCGAAGTGGTTGGGGACAGTACGGAGACTGCCGTGGCCAACACG 
GAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTC 
GAGACAAAGGGTTCCTACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGC 
TGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGCGTTCCACGCGTCGAAT 
CTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971279|ref|NR_028197.1| Thermococcus waiotapuensis WT1 16S ribosomal RNA, partial sequence 
CTGCCGGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCCTCGCGCGCACCGGC 
GGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCC 
CCCATAGGTCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGACTCTGTCCGCCCGAGGATGGGCCGGCG 
GCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCTAAGATCGGTACGGGCCATGAGAGTGGGAGC 
CCGGAGATGGACACTGAGACAAGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCG 
GGAAACCGCGACGGGGGGACCCCCAGTGCCGTGGCAATGCCACGGCTTTTCCGGAGTGTAAGGAGCTCCG 
GGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCACTAT 
TATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCTCACGGCTCAACCGTGGGGC 
TCGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCGGAGGGTACCCCTGGGGTAGGGGTGAAATCCT 
ATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCTCCGCTGGAACGGGTCCGACGGTGAGGGACGAAGGC 
CAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGTGA 
GCTTCGGGCTCGCCCGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTG 
AAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGG 
GAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGT 
GCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGTGCCCCC 
AGTTGCCAGTCCTCCCCGTTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAG 
CGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGG 
GATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATTGCGGGCTGCAACTCGC 
CCGCATGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCA 
CACACCGCCCGTCACTCCACCCGAGCGGGGTCCGGGTGAGGCTTGGTCTCCCTTCGGGGAGGCCGGGTCG 
AGCCCGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCC 


>gi|254971278|ref|NR_028196.1| Thermococcus stetteri K-3 16S ribosomal RNA, partial sequence 
AGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCGCTCTGCGCGCACCGGCGGACG 
GCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCAT 
AGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGTCTCTGACCGCCCGAGGATGGGCCGGCGGCCGA 
TTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCCCGGA 
GATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGCAA 
CCGCGACGGGGGGACCCCCAGTGCCGTGGCATAGCCACGGCTTTTCCGGAGTGTAAAAAGCTCCGGGAAT 
AAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTATTATTG 
GGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCT 
GGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTATAAT 
CCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGG 
GAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGCTTC 
GAGCTCGCCCGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACT 
TAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACC 
TCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATG 
GCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTG 
CCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAGCGGGC 
GACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCC 
GACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATTGCGGGCTGCAACTCGCCCGCA 
TGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACAC 
CGCCCGTCACTCCACCCGAGCGGGGTCCGGATGAGGCCTGGTCTCCCTTCGGGGAGGCCGGGTCGAGTCT 
GGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTAG 


>gi|254971277|ref|NR_028195.1| Thermococcus siculi RG-20 16S ribosomal 
GAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCGCTCTGCGCGCACCGGCGGAC 
GGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCA 
TAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGTCTCTGACCGCCCGAGGATGGGCCGGCGGCCG 
ATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCCCGG 
AGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGCA 
ACCGCGACGGGGGGACCCCCAGTGCCGTGGCATCGCCACGGCTTTTCCGGAGTGTAAAGAGCTCCGGGAA 
TAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTATTATT 
GGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGC 
TGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCGGAGGGTACTCCTGGGGTAGGGGTGAAATCCTATAA 
TCCCAGGAGGACCGCCAGTGGCGAAGGCGCTCCGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGG 
GGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGCTT 
CGAGCTCGCCCGGTGCCGAAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAAC 
TTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAAC 
CTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCAT 
GGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTT 
GCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAGCGGG 
CGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGC TACACGCGCGCTACAATGGGCGGGACAATGGGATC 
CGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATCGCGGGCTGCAACTCGCCCGC 
GTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACA 
CCGCCCGTCACTCCACCCGAGCGGGGTCTGGATGAGGCCTGGTCTCCCTTCGGGGAGGCCGGGTCGAGTC 
TGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTA 


RNA, partial sequence 


>gi|254971276|ref|NR_028194.1| Thermococcus profundus DT5432 16S ribosomal RNA, partial sequence 


CCTGCCGGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCCTTGCGCGCACCGG 
CGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATC 
CCCCATAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGGCTTTGCCCGCCCGAGGATGGGCCGGC 
GGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAG 
CCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGC 
GGGCAACCGCGACGGGGGGACCCCCAGTGCCGTGGCATCGCCACGGCTTTTCCGGAGTGTACAAAGCTCC 
GGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTA 
TTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCTCACGGCTCAACCGTGGGG 
CTTGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCC 
TGTAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGG 
CCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGTG 
AGCTTCGAGCTCGCCCGGTGCCGAAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCT 
GAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCG 
GGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGG 
TGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCC 
CAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGA 
GCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATG 
GGATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATTGCGGGCTGCAACTCG 
CCCGCATGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGC 
ACACACCGCCCGTCACTCCACCCGAGCGGGGTCTGGGTGAGGCCTGGTCTCCCTTCGGGGAGGCCGGGTC 
GAGCCTGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTA 


>gi|254971275|ref|NR_028193.1| Thermococcus peptonophilus JCM 9653 16S 
GGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCGCTCTGCGCGCACCGGCGGA 
CGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCC 
ATAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGGCATCTGCCCGCCCGAGGATGGGCCGGCGGC 
CGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCCC 
GGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGG 
CAACCGCGACGGGGGGACCCCCAGTGCCGTGGCATAGCCACGGCTTTTCCGGAGTGTAAAAAGCTCCGGG 
AATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTATTA 
TTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTT 
GCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTAT 
AATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCA 
GGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGC 
TTCGAGCTCGCCCGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAA 
ACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGA 
ACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGC 
ATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAG 
TTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAGCG 
GGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGA 
TCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATCGCGGGCTGCAACTCGCCC 
GCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACA 
CACCGCCCGTCACTCCACCCGAGCGGGGTCCGGGTGAGGCCTGGTCTCCCTTCGGGGAGGCCGGGTCGAG 
CCTGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTAG 


ribosomal RNA, partial sequence 


>gi|254971274|ref|NR_028192.1| Thermococcus pacificus P-4 16S ribosomal RNA, partial sequence 


AGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCACGGGGTCCCTTCGGGGACACCGGCGGACGG 
CTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATA 
GGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGTCTCTGACCGCCCGAGGATGGGCCGGCGGCCGAT 


TAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCCCGGAG 
ATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGAAAC 
CGCGACGGGGGGACCCCCAGTGCCGTGGCACCGCCACGGCTTTTCCGGAGTGTAAAGAGCTCCGGGAATA 
AGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTATTATTGG 
GCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTG 
GGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACTCCTGGGGTAGGGGTGAAATCCTATAATC 
CCAGGAGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGG 
AGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGTGAGCTTCG 
GGCTCGCCCGGTGCCGAAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTT 
AAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCT 
CACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGG 
CCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGC 
CAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACTGCCGGCGATAAGCCGGAGGAAGGAGCGGGCG 
ACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCG 
ACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATTGCGGGCTGCAACTCGCCCGCAT 
GAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACC 
GCCCGTCACTCCACCCGAGCGGGGTCCGGGTGAGGCCTGGTCTCCCTTCGGGGAGGCCGGGTCGAGCCTG 
GGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGC 


>gi|254971273|ref|NR_028191.1| Thermococcus gorgonarius W-12 16S ribosomal RNA, partial sequence 
CGGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCGCTCTGCGCGCACCGGCGG 
ACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCC 
CATAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGGCTTTTGCCCGCCCGAGGATGGGCCGGCGG 
CCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCC 
CGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGG 
GAAACCGCGACGGGGGGACCCCCAGTGCCGTGGCATCGCCACGGCTTTTCCGGAGTGTAAAAAGCTCCGG 
GAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTATT 
ATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCTCACGGCTCAACCGTGGGGCT 
TGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTA 
TAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCC 
AGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAG 
CTTCGAGCTCGCCCGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGA 
AACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGG 
AACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTG 
CATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCA 
GTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAGC 
GGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGG 
ATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATCGCGGGCTGCAACTCGCC 
CGCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCAC 
ACACCGCCCGTCACTCCACCCGAGCGGGGTCCGGGTGAGGCCTGGTCTCCCTTCGGGGAGGCCGGGTCGA 
GCCTGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTA 


>gi|254971272|ref|NR_028190.1| Haloterrigena salina XH-65 16S ribosomal RNA, partial sequence 
TTTTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTT 
AGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCGGACAACCTCGGGAAACT 
GAGGCTAATCCGGGATACGATTCCCACGCTGGAGTTGCGGGGAATCCGAAACGTTACGGCGCCATAGGAT 
GTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAG 
AGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTT 
TACACTGCACGCGAGTGCGATAAGGGGACTCCAAGTGCGAGGGCATATCGTCCTCGCTTTTCGCGACCGT 
AAGGTGGTCGCAGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACAAGTG 
ATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCAGCCAAGTCCATCGGGAAATCCGCGTGCTT 
AACACGCGGGCGTCCGGTGGAAACTGGATGGCTTGGGACCGGAAGATCAAAAGGGTACGTCCGGGGTAGG 
AGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCTTTTGGAAGACGGATCCGACGGTGA 
GGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAG 
GTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTC 
CGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGAC 
TCAACGCCGGACATCTCACCAGCATCGACAACGTGCCGTGAAGGTCAGTGTGATGAGCTTACTGGAGCCG 
TTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAG 
ACCCGCACTCCTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAA 
CTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATG 
GCCAAGACAGTGGGATGCAACCCCGAAAGGGGGCGCTAATCTCCGAAACTTGGTCGTAGTTCGGATTGAG 
GGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTC 
CCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCTGGCGCAAAGCCGT 
CGAATCTGGGTCCGCAAGGGT 


>gi|254971271|ref|NR_028189.1| Halorubrum ejinorense EJ-32 16S ribosomal RNA, partial sequence 
TTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTCGTACGAGTTCATACTCGT 
GGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCTCCATACCCTCGGGAAACTGAGGCTAA 
TAGAGCATACCACACCACCACTGGAATGAGTAGTGTGTCAAACGCTCCGGCGCCGAAGGATGTGGCTGCG 
GCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTATGGGTCATGAGAGTGAGAAC 
CCAGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCA 
CGACAGTGCGATAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTGCTTTTCGGTACCCTAAGGCGGTA 
CCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATGGCCGAT 


CTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCTGCTCAACAGGTGG 
GCGCCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAGTGAAATC 
CCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGGGACGAAA 
GCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACAATGTCTGCTAGGTGTGGCTC 
CCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGA 
TGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCC 
GGACATCTCACCAGCATCGACTGTAATAATGACGATCAGGTTGATGACCTTATCCGAGTTTCAGAGAGGA 
GGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCATC 
CTTACTTGCCAGCAGTACCGCGAGGTAGCTGGGGACAGTAGGGAGACCGCCGTGGCTAACACGGAGGAAG 
GAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGAGACAA 
AGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGCTGCAACT 
CGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCTGCTCCTT 
GCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGCGTANNACGCTCGAATCTGGGTTC 
GCAA 


>gi|254971270|ref|NR_028188.1| Natrinema ejinorense EJ-57 16S ribosomal RNA, partial sequence 
TTTTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTT 
AGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATAGATGGCGATAACCTCGGGAAACT 
GAGGCTAATAGCCAATACGGTTCAACGCCTGGAGTGGCGTGAACCGGAAACGTTCAGGCGCTATAGGATG 
TGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTGTGAGA 
GCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTT 
ACACTGCACGCGAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTTGCGACCGTA 
AGGTGGTCGCAGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGA 
TGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCACGCAAGTTCGTCGGGAAATCTGCGCGCTTA 
ACGCGCAGGCGTCCGGTGAAAACTGTGTGGCTTGGGACCGGAAGATCCAGAGGGTACGTCCGGGGTAGGA 
GTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCTCTGGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGT 
GTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCCCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGAAGGTCAGATTGATGATCTTACTGGAGCCAT 
TGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGA 
CCCACGTCCCTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGGAGACTGCCAGTGCCAAAC 
TGGAGGAAGGAATGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGG 
CCAAGACAGTGGGATGCAACCCCGAAAGGGGACGCTAATCTCCGAAACTTGGTCGTAGTTCGGATTGAGG 
GCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCC 
CTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGTTGAGGCCGAGGGAACGTCGGTC 
GAATCTGGCTCCGCAAGG 


>gi|254971269|ref|NR_028187.1| Halobacterium noricense Al 16S ribosomal RNA, partial sequence 
GGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTTGTGCGGGTTTAGACCCGCAGCGGAAAGCTCAG 
TAACACGTGGCCAAACTACCCTGTGGATGGGAACAATCTCGGGAAACTGAGGCTAATTCCCAATAACGCT 
CCACCCCTGGAACGGGCGGAGCTGGAAACGCTACGGCGCCACAGGATGTGGCTGCGGTCGATTAGGTAGA 
CGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGAATC 
TGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGTACGCAAGTGCGATAA 
GGGGACTCCGAGTGTGAAGGCATAGAGCCTTCACTTTTGTACACCGTAAGGTGGTGTACGAATAAGGGCT 
GGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGATGGCCGATATTATTGGGCCTAA 
AGCGTCCGTAGCTGGCCGGACAAGTCCGTTGGGAAATCTGTTCGCTTAACGAGCAGGCGTCCAGCGGAAA 
CTGTTCGGCTTGGGACCGGAAGACCTGAGGGGTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTGGAC 
GGACCACCGGTGGCGAAAGCGCCTCAGGAGAACGGATCCGACAGTGAGGGACGAAAGCTAGGGTCTCGAA 
CCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCCCGCTAGGTGTGGCGCAGGCTACGAGCCTG 
CGCTGTGCCGTAGGGAAGCCGAGAAGCGGGCCGCCTGGGAAGTACGTCTGCAAGGATGAAACTTAAAGGA 
ATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAG 
CTCCGACAGTAGTAATGACGGTCAGGTTGATGACCTTACCCGATGCTACTGAGAGGAGGTGCATGGCCGC 
CGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGC 
AGTACCCTTTGGGTAGCTGGGTACATTAGGTGGACTGCCGCTGCTAAAGCGGAGGAAGGAACGGGCAACG 
GTAGGTCAGTATGCCCCGAATGAGCTGGGCAACACGCGGGCTACAATGGTCGAGACAATGGGATGCAACT 
CCGAGAGGAGGCGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAA 
GCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCC 
CGTCAAAGCACCCGAGTGGGGTTCGGATGAGGCCGGCATGCGCCGGTCGAATCTGGGCTCCGCAAGGGGG 
CTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCT 


>gi|254971268|ref|NR_028186.1| Halococcus dombrowskii H4 16S ribosomal RNA, partial sequence 
TTCCGGTTGATCCTGCCGGAGGCTATTGCTATCGGGGTCCGATTCAGCCATGCTAGTTGTACGGGTTTAG 
ACCCGTAGCAAATAGCTCCGTAACACGTGGTCAAACTACCCTCTGGACCGGGATACCCTCGGGAAACTGA 
GGTCAATCCCAGATACTGCTTTCATGTTGGAATACAGAAAGTCGGAAACGGTCCGCCGCCGGAGGACGTG 
ACTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGC 
AAGAACCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTAC 
ACTGCACGCCAGTGCGATAAGGGGACCCCGAGTGCGAGGGCATACAGTCCTCGCTTTTCGTGACCGTAAG 
AAGGTCTCAGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCGAGTGATA 
GCCACTATTATTGGGCCTAAAGCGTCCGTAGCCGGCCGAACAGGTCCGTCGGGAAATCCACCCGCTCAAC 
GGGTGGACGTCCGGCGGAAACCAGTCGGCTTGGGGCCGGGAGACCAGAGAGGTACGTCCGGGGTAGGAGT 
GAAATCCTGTAATCCTGGACGGACCACCGGTAGCGAAAGCGTCTCTGGAGAACGGACCCGACGGTGAGGG 
ACGAAAGCTTGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCAAGCTGTAAACGATGCTCGCTAGGTG 


TGGCGTTGGCTACGAGCCAGCGCTGTGCCGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCG 
CAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTC 
AACGCCGGACATCTCACCGGCACCGACAGTGTGCAGTGACAGTCAGTTTGATGAGCTTACTTGAGCCACT 
GAGAGGAGGTGCATGGCCGCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACC 
CGCGTCCCTAATTGCCAGCAGCAGCCTTGTGCTGGCTGGGTACATTAGGGAGACTGCCGTCGCTAAGACG 
GAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCCGGGCGACACGCGGGCTACAATGGCC 
GAGACAGTGGGACGCTACCCCGAGAGGGGACGCTAATCTCCTAACCTCGGTCGTAGTTCGGATTGCGGGT 
TGAAACCCACCCGCATGAAGCTGGATTCGGTAGTAATCGCATTTCAGAAGAGTGCGGTGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCAAATCACCCGAGTGAGGTCCGGATGAGGCCGGCGCAACGCCGGTCGA 
ATCTGGGCTTCGCAAGGGGGATTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTC 
cr 


>gi|254971267|ref|NR_028185.1| Thermoplasma volcanium GSS1 16S ribosomal RNA, partial sequence 
ATCAGGTTCCGACTAAGCCATGCAAGTCACGGGGCCGTAAGACCGGCGAACAGCTCAGTAACACGTGGAT 
AATTTACCCTCAGGTGGGGTATAACCTCGGGAAACTGAGGCTAATCCCCCATAGTCATTACAAACTGGAA 
CGTTGTAATGATGAAAGCTCCGGCGCCTGAGGATAAGTCTGCGGCCTATCAGGTAGTAGGTGGTGTAAAG 
GACCACCTAGCCTAAGACGGGTACGGGCCCTGAAAGGGGAGCCCGGAGATGGACTCTGAGACAACAGTCC 
AGGCCCTACGGGGCGCAGAGGCGCGAAAACTGTGCAATGCGCGAAAGCGACACGGGGAACCTGAGTGCCT 
TGACTTTTCGTCAAGGCTTTTCTGATGCCTAAAAAGCATCAGGAATAAGGGCTGGGCAAGACGGGTGCCA 
GCCGCCGCGGTAACACCCGCAGCTCGAGTGGTGATCACTTTTATTGAGTCTAAAGCGTCCGTAACCGGTC 
TTATAAATCTTCAGATAAATTCTCCCGCTTAACGGAAGAATTTCTGAAGAGACTGTAAGACTTGGGACCG 
GGTGAGGTTGAATGTACTTTCAGGGTAGGGGTAAAATCCTGTAATCCTGAAAGGACGACCGGTGGCGAAA 
GCGTTCAACTAGAACGGATCCGACGGTGAGGGACGAAGGCTAGGGAAGCAAACCGGATTAGATACCCGGG 
TAGTCCTAGCTGTAAACGCTGCCCACTTGGTGTTGCTTCTCCGTTGAGGGGGAGCAGTGCCGTAGCGAAG 
GTGTTAAGTGGGTCACTTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCG 
CAACGGGAGGAGCGTGCGGTTTAATTGGATTCAACGCCGGAAAACTCACCGGGAGCGACCTTCGGATGAG 
GGTCAACCTGACGAATTTACCCGATAGAAGGAGAGGTGGTGCATGGCCGTCGTCAGCTCGTACCGTAGGG 
CGTTCACTTAAGTGTGATAACGAGCAAGACCCCCATCTCTAATTGCTAAGCTTTCTTAGCGGGAAGCTGC 
ACTTTAGAGGGACCGCCAGCGCTAAGCTGGAGGAAGGAGGGGTCGACGGCAGGTCAGTACGCCCCGAATC 
TCCCGGGCTACACGCGCGCTACAAAGGACGGGACAATGAGTTGCAACCTCGAAAGGGGAAGCTAACCTCG 
AAACCCGTTCGTAGTCAGGACTGAGGGCTGTAACTCGCCCTCACGAATGTGGATTCCGTAGTAATCGTAG 
GTCAACAGCTACGGTGAATATGCCCCTGCTCCTTGTACACACCGCCCGTCAAACCATCCGAGCTGGTGTT 
GGATGAGGGTCTGTCCATTGGATGGATTCGAATCTGATGTCAGTGAGGAGGGTTAAGTCGTAACAAGGTA 
GCCGTAGGGGA 


>gi|254971266|ref|NR_028184.1| Methanimicrococcus blatticola PA 16S ribosomal RNA, partial sequence 
CTGCTATCGGTGTTTGACTAAGCCATGCGAGTCAAATGTTCTTCGTGAACATGGCGTAATGCTCAGTAAC 
ACGTGGATAATCTGCCCTCAGGTCCGGCATAACCTCGGGAAACTGAGGATAATTCCGGATATCTCTTCTC 
TGCTGGAACCGCTTGAAGAGACAAAGAATTTCGCCTGAGGATGGGTCTGCGGCCTATCAGGTTGTAGGGG 
GTGTAACGTACCCTCTAGCCGACAACGGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGATTCTGAGA 
CATGAATCCAGGCCCTACDGGGCGCACAGGCGCGAAAACTTTACAATGCAGGAAACTGTGATAAGGAGAC 
ACCGAGTGCTCGGATCAAATGCGGGCTGTCCACATACCTAAATCGTATGTGTTAGCAAGGGCCGGGCAAG 
ACCGGTGCCAGCCGCCGCGGTAATACCGGTGGCCCGAGTGGTAGCCGCTTTTATTGGGTCTAAAGGGTCC 
GTAGCCGGTTCGGTCAGTCCATTGGGAAATCCGGATGCTCAACATCCGGGCTTCCAGTGGATACTGCCGA 
ACTTGGGATCGGGGGAGGTAAGAGGTACTACAGGGGTAGGAGTGAAATCTTGTAATCCTTGTGGGACCAC 
CTGTGGCGAAGGCGTCTTACCAAAACGAGTCCGACGGGAGGGACGAAAGCTGGGGGCACGAACCGGATTA 
GATACCCGGGTAGTCCCAGCCGTAAACGATGCTCGCTAGGTGTCAGGCATGGCGTGACTGTGTCTGGTGC 
CGAAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATCGGCGG 
GGGAGCACAACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGAAAACTCACCAGGGGAGACA 
GCAATATGTAGGTCAAGCTGAAGACTTTACCTGAATCGCTGAGAGGAGGTGCATGGTCGTCGCCAGTTCG 
TACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCGTGCCCACAGTTACCAGCGGCATCTCCG 
GATGGCCGGGTACTCTGTGGGGACCGCCGGTGTTAAATCGGAGGAAGGTGCGGGCTACGGTAGATCAGTA 
TGCCCCGAATCTCTTGGGCTACACGCGGGC TACAATGGACGGGACAATGGGCAACTACACCGAAAGGTGA 
TTGTCAATCTCATAAACCCGTTCGAAGTTCGGATCGAGGATTGAAACCCATCCTCGTGAAVGCTGGAATC 
CGTAAGTAAATCGCGTTTCCAACATAGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAA 
ACCACCCGAGTGGGGTATGGGTGAGGGTATGGACATCGTGCCGTATTCAAACCTGAATTCCGCAAGGGGG 
GGTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971265|ref|NR_028183.1| Ferroplasma acidiphilum Y 16S ribosomal RNA, partial sequence 
CTCGCTCGCCCATCYGGTTGATCCTGCCGGCGGCCACTGCTATCAAGTTCCGACTAAGCCATGCGAGTCA 
AGGTATCGTAAGATGCCGGCAAACTGCTCAGTAACACGTGGATAATCTAACCTTGAGTAAGGGATAACTT 
CGGGAAACTGAAGGTAATACCTTATAATTGCTTAAAACTGGAATGTTTTTGCAATAAAAGTTACGACGCT 
CAAGGATGAGTCTGCGACCTATCAGGTAGTAGGTGGTGTAATGGACCACCTAGCCTCAGACGGGTACGGR 
CCCTGGGAGGGGTAGCCCGGAGATGGACTCTGAGACATAAGTCCAGGCCCTACGGGGCGCAGCAGGCGCG 
AACACTGTGCAATGCGCGAAAGCGCGACACGGGGAGCTTGAGTGTCTTGGCATAGCCAAGACTTTTCTCA 
TTCCTAAAAAGCATGAGGAATAAGTGCTGGGTAAGACGGGTGCCAGCCGCCGCGGTAACACCCGCAGCAC 
GAGTAGTGGTCACTTTTATTGAGCCTAAAGCGTTCGTAGCCGGTTTTGTAAATCTTCAGATAAAGCCTGA 
AGCTTAACTCCAGAAAGTCTGAAGAGACTGCAAGACTTGRGATCGGGTGAGGTTAAACGTACTTTCAGGG 
TAGGGGTAAAATCCTGTAATCCCGGAAGGACGACCAGTGGCGAAAGCGTTTAACTAGAACGAATCTGACG 
GTAAGGAACGAAGGCTAGGGTAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACATTGCCCA 
TTTGATGTTGCTTTTCCGTTGAGGGAAGGCAGTGTCGGAGCGAAGGTGTTAAATGGGCCGCTTGGGAAGT 
ATGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCGCAACGGGAGGAATGTGCGGTTTAAT 
TGGATTCAACGCCGGAAAACTCACCGGGAACGACCTGTGCATGAGAGTCAACCTGACGAGCTTACTCGAT 


AGCAGGAGAGGTGGTGCATGGCCGTCGTCAGCTCGTACCGTAGGGCGTTCACTTAAGTGTGATAACGAGC 
GAGACCCACATCTTTAATTGCAAATGTATATGAGAATATGCATGCACTTTAGAGAAACCGCCAGCGCTAA 
GCTGGAGGAAGGAGTGGTCGACGGCAGGTCAGTACGCCCCGAATTTCCCGGGCTACACGCGCATTACAAA 
GAACGGGACAATACGTTGCAACCTCGAAAGAGGAAGCTAATCGCGAAACCCGTCCATAGTTAGGATTGAG 
GGCTGTAACTCGCCCTCATGAATCTGGATTCCGTAGTAATCGCGGGTCAACAACCCGCGGTGAACATGCC 
CCTGCTCCTTGCACACACCGCCCGTCAAACCATCCGAGTTGGTGTTGGATGAGGTTTAATTCGAGAGGGT 
TAAATCAAATCTGATGTCGGTGAGGAGGGTTAAGTCGTAACAAGGTAACCGTA 


>gi|254971264|ref|NR_028182.1| Methanosarcina semesiae MD1 16S ribosomal RNA, partial sequence 
CTGCTATCGGTGTTTGCCTAAGCCATGCGAGTCAAATGTTCTTCGTGAACATGGCGTACTGCTCAGTAAC 
ACGTGGATAACCTGCCCTCAGGTCTGGCATAACCCCGGGAAACTGGGGATAATACCGGATAACGCATATG 
TGCTGGAATGCTTTATGCGTCAAAGGTCCTCCGCCTGAGGATGGGTCTGCGGCCTATCAGGTAGTAGCGG 
GTGTAATGTACCTGCTAGCCGACGACGGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGATTCTGAGA 
CATGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCGGGCAACCGTGATAAGGGGA 
CACCGAGTGCTAGCAAGATTTGCTGGCTGTCCAGGTGCGTACAATGCACCTGTTAGCAAGGGCCGGGCAA 
GACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCCCGAGTGGTGATCGTTATTATTGGGTCTAAAGGGTC 
CGTAGCCGGTTTGGTCAGTCCTCCGGGAAATCTGTCAGCTTAACTGATAGGCTATCGGGGGATACTGCCA 
GACTTGGAACCGGGAGAGGTAAGAGGTACTACAGGGGTAGGAGTGAAATCTTGTAATCCCTGTGGGACCA 
CCTGTGGCGAAGGCGTCTTACCAGAACGGGTTCGACGGTGAGGGACGAAAGCTGGGGGCACGAACCGGAT 
TAGATACCCGGGTAGTCCCAGCCGTAAACGATGCTCGCTAGGTGTCATGCATGGTGCGACCGTGTATGGT 
GCCGTAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGC 
GGGGGAGCACAACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGAAAACTCACCGGGGGCGA 
CAGCAATATGTGGGCCAGGCTAAAGACCTTGCCTGAATCGCTGAGAGGAGGTGCATGGCCGTCGCCAGTT 
CGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCGTGCCCACTGTTACCAGCATGTCCTC 
CGGGACGATGGGTACACTGTGGGGACCGCTGATGTCAAATCAGAGGAAGGTGCGGGCTACGGTAGGTCAG 
TATGCCCCGAATCTCCCGGGCTACACGCGGGCTACAATGGTCGGGACAATGGGTCCCTTCCCCGAAAGGG 
GTTGGTAATCTCACAAACCCGTCCTTAGTTCGGATCGAGGGCTGTAACTCGCCCTCGTGAAGCTGGAATC 
CGTAGTAATCGCGTTTCAATATAGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAACC 
ACCCGAGTGAGGTATGGGTGAGGGCACGGACATCGTGCCGTGTTCGAACCTGAATTTCGCAAGGGGGGTT 
AAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971263|ref|NR_028181.1| Natrialba chahannaoensis C112 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGTACGAGTTGA 
GACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATAGATCCAGACAACCTCGGGAAACTG 
AGGCTAATCCGGAATAGGTCTCTCATCCTGGAGTGGAGGGAGCCTGAAACGCTCCGGCGCTATAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCCAGTGCGATAAGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTTGCGACCGTAA 
GGTGGTCGAGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGGACGAGTGAT 
GACCGCTGTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCACAAGTCTATCGGGAAATCTCTCCGCTTAA 
CGGAGAGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGT 
GTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGACGGTCAGTATGATGAGCTTACCTGAGCCAT 
TGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCGGGCAACGAGCGAGA 
CCCGCACCCTTAATTGCCAGCAGCACCCTTGTGGTGGCTGGGTACATTAAGAGGACTGCCAGTGCCAAAC 
TGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGG 
CCAAGACAGTGGGATGCAACGCCGAAAGGCGACGCTAATCTCCGAAACTTGGTCGTAGTTCGGATTGAGG 
GCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCC 
CTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCCGGTTTCCGGGTCGA 
ATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTC 
cT 


>gi|254971262|ref|NR_028180.1| Halalkalicoccus tibetensis DS12 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTCGCACGGGTTCA 
GACCCGTGGCGAATAGCTCCGTAACACGTGGCCAAACTACCCTATGGATCGGAATAACCTCGGGAAACTG 
AGGCTAATACCGAATACCGCTCTCACGTTGGAATTACAGAGAGCACGAAACGCTCCGGCGCCATAGGATG 
TGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGA 
GCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTT 
ACACTGCACGAACGTGCGATAAGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTGCCTACCGTA 
AGGTGGTAGGTGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCGAGTGA 
TGGCCAATATTATTGGGCCTAAAGCGTCCGTAGCTGGCCGAACAGGTCTGTCGGGAAATCCGCTCGCTCA 
ACGAGCGGACGTCCGGCGGAAACCAGTCGGCTTGGGACCGGAAGACCCGAGGGGTACGTCCGGGGTAGGA 
GTGAAATCCTGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCGGGAGGACGGATCCGACAGTGAG 
GGACGAAAGCTTGGGTCACGAACCGGATTAGATACCCGGGTAGTCCAAGCTGTAAACGATGCTCGCTAGG 
TGTGGCACTGGCTACGAGCCAGTGCTGTGCTGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTC 
CGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGAC 
TCAACGCCGGACATCTCACCAGCACCGACAGTGTGCGATGAAGATCAGTGTGATGAGCTTATTGGAGCCA 
CTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAG 
ACCCGCATCCTTAATTGCCAGCAGTACCCTTGTGGTAGCTGGGTACATTAGGGAGACTGCCGTGGCTAAC 
ACGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCTACACGCGGGCTACAATG 


GCCGGGACAGTGGGACGCCACCCCGAGAGGGGGCGCTAATCTCCTAAACCCGGTCGTAGTTCGGATTGCG 
GGCTGAAACCCGCCCGCATGAAGCTGGATTCGGTAGTAATCGCGTCTCAGAAGGGCGCGGTGAATACGTC 
CCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCGTCGCACGACGGTC 
GAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACC 
TCCT 


>gi|254971261|ref|NR_028179.1| Thermococcus thioreducens OGL-20P 16S ribosomal RNA, partial sequence 
GGTCCGACTAAGCCATGCGAGTCATGGGGCGCGCTCTGCGCGCACCGGCGGACGGCTCAGTAACACGTCG 
GTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGCCTGAGGTACTGG 
AAGGTCCTCAGGCCGAAAGGGTCTTTGACCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGG 
GTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCCCGGAGATGGACACTGAGACA 
CGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGCAACCGCGACGGGGGGACC 
CCCAGTGCCGTGGCATCGCCACGGCTTTTCCGGAGTGTAAAAAGCTCCGGGAATAAGGGCTGGGCAAGGC 
CGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGT 
AGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATACTGCGGGCC 
TTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTATAATCCCAGGGGGACCGCCA 
GTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCGAACCGGATTAG 
ATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGTGAGCTTCGAGCTCGCCCGGTGCC 
GAAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGG 
GGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGG 
CAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGT 
ACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGTCCTCCCCGCTG 
GGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTAT 
GCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCGACCCCGAAAGGGGAA 
GGGAATCCCCTAAACCCGCCCCCAGTTCGGATCGCGGGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCT 
AGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACC 
CGAGCGGGGTCTGGATGAGGCCTGATCTCCCTTCGGGGAGGTCGGGTCGAGTCTGGGCTCCGTGAGGGGG 
GAGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTACGGCTCGATCACCTCCT 


>gi|254971260|ref|NR_028178.1| Halobiforma haloterrestris 135 16S ribosomal RNA, partial sequence 
TGCCGGAGGTCATTGCTAGTGGAGTCCGATTTAGCCATGCTAGTTGCACGGGTTTAGACCCGTAGCAGAT 
AGCTCAGTAACACGTGGCCAAACTACCCTCTGGAGCGCAATAACCTCGGGAAACTGAGGCTAATGGCGCA 
TACGGCTCGGCACCTGGAGTGGGCCGAGCTCGAAACGCTCCGGCGCCAGAGGATGTGGCTGCGGCCGATT 
AGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGA 
CGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGT 
GCGATAAGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCTGGACCGTAAGGTGGTCCAGGAAT 
AAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGGCCGCTCTTATTG 
GGCCTAAAGCGTCCGTAGCTGGCCGATCAAGTCCGTTGGGAAATCCGCACGCCCAACGTGCGGGCGTCCG 
GTGGAAACTGATCGGCTTGGGACCGGAAGACCAGAGGGGTACGTCCGGTGTAGGAGTGAAATCCCGTAAT 
CCTGGACGGACCACCGGTTGCGAAAGCGCCTCTTGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGG 
TCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAGGCTAC 
GAGCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACT 
TAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATC 
TCACCAGCATCGACAGTAGCAATGAAGGTCAGCCTGATGAGCTTACTGGAGCTACTGAGAGGAGGTGCAT 
GGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATT 
GCCAGCAATACCCTTGTGGTAGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGG 
GCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCGAGACAGTGGGAT 
GCAACGCCGAGAGGCGACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGCGGACTGAAACTCGTCCG 
CATGAAGCTGGATTCGGTAGTAATCGCCGTTCAGAAGACGGCGGTGAATACGTCCCTGCTCCTTGCACAC 
ACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCCGGTTTCCGGGTCGAATCTGGGCTCCGCAA 
GGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971259|ref|NR_028177.1| Natrialba hulunbeirensis X21 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGTGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGTACGAGTTTA 
GACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCAGACAACCTCGGGAAACTG 
AGGCTAATCTGGAATAGGGCTCTCATCCTGGAGTGGAGAGAGCCTGAAATGCTTCGGCGCCATAGGATGT 
GGCTGCGGCCGACTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCCAGTGCGATAAGGGGACTCCAAGTGVGAGGGCATATAGTCCTCGCTTTTTGCGACCGTAA 
GGTGGTCGCGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGAT 
GACCGCTGTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCTATCGGGAAATCTCTCCGCTTAA 
CGGAGAGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGT 
GTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGACGGTCAGTGTGATGAGCTTACCTGAGCCAT 
TGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGA 
CCCGCACTCCTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAAC 
TGGAGGAAGGAACGGGCAACAGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGG 
CCAAGACAGTGGGATGCAACGCCGAAAGGCGACGCTAATCTCCGAAACTTGGTCGTAGTTCGGATTGAGG 
GTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCTCGGTTTCCGGGTCGAA 


TCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCC 
uy 


>gi|254971258|ref|NR_028176.1| Natrialba aegyptia 40 16S ribosomal RNA, partial sequence 
CCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTCGCACGAGTTCAGACTCGTGGCAGATAG 
CTCAGTAACACGTGGCCAAACTACCCTATAGATCCGGCCAACCTCGGGAAACTGAGGCTAATCCGGAATA 
ACGCTTTCAGCCTGGAGTGGCGAGAGCGTGAAACGCTCCGGCGCTATAGGATGTGGCTGCGGCCGATTAG 
GTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACG 
GTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCGAGTGC 
GATAAGGGGACTCCAGGTGCGAGGGCATATAGTCCTCGCTTTTCTCGACCGTAGGGAGGTTGAGGAACAA 
GTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACAAGTGATGACCGCTGTTATTGGG 
CCTAAAGCGTCCGTAGCTGGCCAGACAAGTTCATCGGGAAATCTGTGCGCCTAACGCACAGGCGTCCGGT 
GGAAACTGCCTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCC 
TGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTC 
ACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAGGCTACGA 
GCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTA 
AAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTC 
ACCAGCATCGACAGTGTGCAGTGACAGTCAGTGTGATGAGCTTACTTGAGCCACTGAGAGGAGGTGCATG 
GCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACCCTTAATTG 
CCAGCAACACCCTTGTGGTGGTTGGGTACATTAAGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGG 
CAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGTCGAGACAGTGGGATG 
CAACGCCGAAAGGCGACGCTAATCTCCGAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTC 
ATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACA 
CCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCCGGTTTCCGGGTCGAATCTGGGCTCCGCAAG 
GGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGA 


>gi|254971257|ref|NR_028175.1| Methanobacterium congolense C 16S ribosomal RNA, partial sequence 
TATTGGGGTTCGATTAAGCCATGCAAGTCGAACGANNCTCTTCGGAGTGTCGTGGCAAACGGCTCAGTAA 
CACGTGGATAACCTACCCTTAGGACTGGGATAACCCTGGGAAACTGGGGACAATACCAGATACATGGAGA 
TGCCTGGAATGGTTCTCCACTTAAATGTTCCGACGCCTAAGGATGGATCTGCGGCCGATTAGGTAGTTGG 
TGGGGTCAAGGCCACCAAGGCCGGTGATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGA 
GACAAGGTTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGCAAGTGCGACGGGGG 
GACCCCAAGTGCCACTCTTAACGGGGTGGCTTTTCTAGAGTGTAAAAAGCTTTAGGAATAAGAGCTGGGC 
AAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTGGCCATTTTTATTGGGCCTAAAGCG 
TTCGTAGCCGGCTTGATAAGTCTTTGGTGAAATCCCGCAGCTTAACTGTGGGAATTGCTGGGGATACTAT 
CAGGCTTGAGGTCGGGAGAGGTTAACGGTACTCCCAGGGTAGGGGTGAAATCCTATAATCCTGGGAGGAC 
CACCTGTGGCGAAGGCGGCTAACTGGAACGAACCTGACGGTGAGTAACGAAAGCCAGGGGCGCGAACCGG 
ATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGGATGGCTTCGAGCTGCTCCA 
GTGCCGAAGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAGGAATTG 
GCGGGGGAGCACCACAACGCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCAGGGGC 
GACAGCCGTATGATAGCCAGGTTGATGACCTTGCTTGACAAGCTGAGAGGAGGTGCATGGCCGCCGTCAG 
CTCGTACCGTGAGGCGTCTCGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGATCC 
CTTTGGGGATGCCGGGCACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGG 
TCCGTATGCCCCGAATCCCCTGGGCTACACGCGGGCTACAATGGCTGGGACAATGGGTTCCTACACCGAA 
AGGTGGCGGTAATCTCCTAAACCTAGTCTTAGTTCGGATTGAGGGCTGTAACTCGCCCTCATGAAGCTGG 
AATGCGTAGTAATCGCGTGTCATAACCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCA 
CGCCACCCAAAAAGGGTTTGGATGAGGCCCCAATCTTTGTTGGTTGGGCTCGAATCTGGGTTCTTTGAGG 
AGGGCGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTC 


>gi|254971256|ref|NR_028174.1| Methanomethylovorans hollandica DMS1 16S ribosomal RNA, partial sequence 
CTGCTATCGGTGTTCGACTAAGCCATGCGAGTCAAATGTTCTTCGTGAACATGGCGTACTGCTCAGTAAC 
ACGTGGATAACCTGCCCTTAGGTCTGGCATAACCCCGGGAAACTGGGGATAATTCCGGATAGATCATGGA 
TGCTGGAATGCACCGTGGTCGAAAGCTTTTGTGCCTAAGGATGGGTCTGCGGTCTATCAGGTTGTAGTGG 
GTGTAACGTACCTACTAGCCTACGACGGATACGGGTTGTGGGAGCAAGAGCCCGGAGATGGATTCTGAGA 
CATGAATCCAGGCCCTACGGGGTGCAGCAGGCGCGAAAACTTTACAATGCGGGAAACCGCGATAAGGGGA 
CACCGAGTGCCAGCATCCTATGTTGGCTGTCCATATGTATAAATAACATGTGTTAGCAAGGGCCGGGCAA 
GACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCCCGAGTGGTGGCCACTATTATTGGGTCTAAAGGGTC 
CGTAGCCGGTTTGGTCAGTCTTCCGGGAAATCTGACGGCTTAACCGTTAGGCTTTCGGGGGATACTGCCA 
GGCTTGGGACCGGGAGAGGTAAGAGGTACTACGGGGGTAGGAGTGAAATCTTGTAATCCCTGTGGGACCA 
CCAGTGGCGAAGGCGTCTTACCAGAACGGGTCCGACGGTGAGGGACGAAAGCTGGGGGCACGAACCGGAT 
TAGATACCCGGGTAGTCCCAGCCGTAAACTATGCTCGCTAGGTGTCAGGGACGGTGCGACCGTTTCTGGT 
GCCGTAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATTGGC 
GGGGGAGCACTACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGAAAACTCACCGGGGGCGA 
CAGCAATATGTAGGTCAAGCTAAAGACTTTACCAGAATCGCTGAGAGGAGGTGCATGGCCGTCGTCAGTT 
CGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCGTGCCCACTGTTGCCAGCATGTCCTT 
CGGGATGATGGGTACTCTGTGGGGACCGCCGATGCTAAATCGGAGGAAGGTGCGGGCTACGGTAGGTCAG 
TATGCCCCGAATCTCCCGGGCTACACGCGGGCTACAATGACTGGGACAATGGGCTCCTACCCCGAAAGGG 
GATGGTAATCTCATAAACCCAGCCTTAGTTCGGATCGAGGGCTGTAACCCGCCCTCGTGAAGCTGGAATC 
CGTAGTAATCGCGTTTCAACATAGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAACC 
ACCCGAGTGAGGTATGGGTGAGGGCATAGACATTGTGCTGTGTTCGAACCTAAATTTTGCAAGGGGGGTT 
AAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971255|ref|NR_028173.1| Haloterrigena thermotolerans PR5 16S ribosomal RNA, partial sequence 


CCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTCAGACTCGTAGCAGATAG 
CTCAGTAACACGTGGCCAAACTACCCTATGGATCCGAATAACCTCGGGAAACTGAGGCTAATTCGGAATA 
CGGCTCACCACCTGGAGTGGTGTGAGCCCGAAACGCTCCGGCGCCATAGGATGTGGCTGCGGCCGATTAG 
GTAGACGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACG 
GTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGAAAGTGC 
GATAAGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTTGCGACCGTAAGGTGGTCGCGGAATAA 
GTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGG 
CCTAAAGCGTCCGTAGCTGGCCGTGCAAGTCCATCGGGAAATCCGCGCGCTTAACGCGCGGGCGTCCGGT 
GGAAACTGCATGGCTTGGGACCGGAAGACCAGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCC 
TGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTC 
ACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGGCACAGGCTACGA 
GCCTGTGCTGTGCCGCAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTA 
AAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTC 
ACCAGCATCGACAATGTGCAGTGAAAGTCAGGTTGATGACCTTACTGGAGCCATTGAGAGGAGGTGCATG 
GCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTG 
CCAGCAACACCTAGCGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGC 
AACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCGAGACAGTGGGATGC 
AACCCCGAAAGGGGGCGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCA 
TGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACAC 
CGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGACGCAACGTCGGTCGAATCTGGGCTCCGCAA 
GGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCA 


>gi|254971254|ref|NR_028172.1| Halorhabdus utahensis AX-2 16S ribosomal RNA, partial sequence 
CGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTCGCACGGGTTTAGACCCGTGGCAAATAGC 
TCAGTAACACGTGGCCAAACTACCCTGTGGACGGAAATAACCTCGGGAAACTGAGGCTAATGTCCGATAC 
GACTCGCCAGCTGGAGTGCGGCGAGTCGGAAACGTTGCGGCGCCACAGGATGTGGCTGCGGCCGATTAGG 
TAGACGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACAGGTCATGAGAGTGAGAGCCTGGAGACGG 
TATCTGAGACAAGATGCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCG 
ATAGGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTGTGTACCGTAAGGTGGTACAGGAATAAG 
GGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGATGGCCGCTATTATTGGGC 
CTAAAGCGTCCGTAGCCGGCCAGACAAGTCTGTTGGGAAATCCACGCGCTCAACGCGTGGACGTCCGGCG 
GAAACTGTCTGGCTTGGGGCCGGAAGATCTGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCT 
GGACGGACCGCCGGTGGCGAAAGCGCCTCAGAAAGACGGACCCGACGGTGAGGGACGAAAGCTAGGGTCT 
CGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGTGTGCCGCAGGCTACGAG 
CCTGCGCTGTGCCGTAGGGAAGCCGTGAAGCGAGCCGCCTGGGAAGTACGTCTGCAAGGATGAAACTTAA 
AGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCA 
CCAGCACCGACAATGTGCAGTGAAGGTCAGGTTGATGACCTTACTGGAGCCATTGAGAGGAGGTGCATGG 
CCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCTTAGTTGC 
CAGCAGCATCTTGCGATGGCTGGGTACACTAGGAGGACTGCCGCTGCCAAAGCGGAGGAAGGAACGGGCA 
ACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGC TACAATGGCCGGGACAGTGGGACGCC 
AGTCCGAGAGGACGCGCTAATCCCCGAAACCCGGTCGTAGTTCGGATTGAGGGCTGAAACCCGCCCTCAT 
GAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATCCGTCCCTGCTCCTTGCACACACC 
GCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGTCATGCGACGGTCAAATCTGGGCTCCGCAAGG 
GGGCTTAAGTCGTAACAAGGTA 


>gi|254971253|ref|NR_028171.1| Methanobacterium oryzae FPi 16S ribosomal RNA, partial sequence 
CGTTTGATCCTGGCGGAGGCCACTGCTATTGGGGTTCGATTAAGCCATGCAAGTCGAACGATTCTTCGGA 
ATCGTGGCAAACGGCTCAGTAACACGTGGATAACCTACCCTTAGGACTGGGATAACCCCGGGAAACTGGG 
GATAATACCGGATATGTAGTATTGCCTGGAATGGTTTTCTATTTAAAGCTCCGGCGCCTAAGGATGGATC 
TGCGGCTGATTAGGTAGTTGGTGGGGTAAAGGCCCACCAAGCCTGTGATCGGTACGGGTTGTGAGAGCAA 
GAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAA 
TGCACGCAAGTGCGACGGGGGAACCCCAAGTGCCACTCTTAACGGGGTGGCTTTTATGAAGTGTAAAAAG 
CTTTAAGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTGGCC 
ATTATTATTGGGCCTAAAGCGTTCGTAGCCGGCCTGATAAGTCTCTGGTGAAATCCCATAGCTTAACTGT 
GGGAATTGCTGGAGATACTATCAGGCTTGAGATCGGGAGAGGTTAGGGGTACTCCCAGGGTAGGGGTGAA 
ATCCTATAATCCTGGGAGGACCACCTGTGGCGAAGGCGCCTAACTGGAACGAATCTGACGGTGAGTAACG 
AAAGCCAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGCGGACTTGGTGTTG 
GAATGGCTTCGAGCTGCTCCAGTGCCGAAGGGAAGCTGTTAAGTCCGCCGCCTGGGAAGTACGGTCGCAA 
GACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTGCGGTTTAATTGGATTCAAC 
GCCGGACATCTCACCAGGGGCGACAGCAGAATGATGGCCAGGTTGACGACCTTGCTTGACAAGCTGAGAG 
GAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACG 
CCCTTAGTTACCAGCGGATCCTTTTTAGGATGCCGGGCACACTAAGGGGACCGCCAGTGATAAACTGGAG 
GAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCAACACGCGGGCTACAATGGCTAGG 
ACAATGGGTTCCAACACTGAAAGGTGAAGGTAATCTCCTAAACCTAGTCGTAGTTCGGATCGAGGGCTGT 
AACCCGCCCTCGTGAAGCTGGAATGCGTAGTAATCGCGTGTCATAATCGCGCGGTGAATACGTCCCTGCT 
CCTTGCACACACCGCCCGTCACGCCACCCAAAAAGGGTTTGGATGAGGCCTTAGTCTTAGGCTAAGGTCG 
AATCTGGGTTCTTTGAGGAGGGCGAAGTCGTAACAAGGTANCCGTA 


>gi|254971252|ref|NR_028170.1| Halogeometricum borinquense DSM 11551 16S ribosomal RNA, partial sequence 
GGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTCACACTCGTAGCATATAGCT 
CAGTAACACGTGGTCAAGCTACCCTGCAGACACGGACAACCTCGGGAAACTGAGGCTAATCCGCGATACC 
GATCCCACGCTGGAATGCCGGGATCCACAAACGCTCCGGCGCTGCAGGATGCGGCTGCGGCCGATTAGGT 
AGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGA 


ATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGCGA 
TAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTGAGAACCGTAAGGCGGTTCTCGAATAAGA 
GCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATGGCCAATCTTATTGGGCC 
TAAAGCGTCCGTAGCTGGCCACGAAAGTCCGTCGGGAAATCCATCTGCCCAACAGATGGGCGTCCGGCGG 
AAACTTCGTGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTG 
GACGGACCGCCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACAGTGAGGGACGAAAGCTAGGGTCTC 
GAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACAATGTTCACTAGGTGTGGCACAGGCTACGAGC 
CTGTGCTGTGCCGTAGGGAAGCCGAGAAGTGAACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAA 
GGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCAC 
CAGCTCCGACTACAGTAATGACGATCAGGTTGATGACCTTATCACGAGCTGTAGAGAGGAGGTGCATGGC 
CGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACACATCTAATTGCC 
AGCAGCAGTTCCGACTGGCTGGGTACATTAGATGGACTGCCAGTGCCAAACTGGAGGAAGGAATGGGCAA 
CGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGCCGGAACAATGGGTTGCAA 
TCTCGAAAGAGAACGCTAATCTCCTAAATCCGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATG 
AAGCTGGATTCGGTAGTAATCGCATTTCACAAGAGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCG 
CCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCTATCGCAAGATAGTCGAATCTGGGCTTCGCAAGGG 
GGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCT 


>gi|254971251|ref|NR_028169.1| Halostagnicola larsenii XH-48 16S ribosomal RNA, partial sequence 
AGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGTACGAGTTGAGACTCGTAGCAGATAGCTCA 
GTAACACGTGGCCAAACTACCCTATCGAGCACGATACTCTCGGGAAACTGAGGCTAATAGTGCATACGAC 
TTGGTGCCTGGAGTGGCGCGAGTCAGAAATGCTCAGGCGCGATAGGATGTGGCTGCGGCCGATTAGGTAG 
ACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTAT 
CTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCGAGTGCGATA 
AGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTTCCGACCGTAGGATGGTCGGCGAATAAGTGC 
TGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCTA 
AAGCGTCCGTAGCTGGCCACGCAAGTCCATCGGGAAATCTCTCCGCTCAACGGAGAGGCGTCCGGTGGAA 
ACTGTGTGGCTTGGGACCGGAAGATCCAGAGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCGAGA 
CGGACCACCGGTGGCGAAAGCGCTCTGGAAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGA 
ACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAGGCTACGAGCCT 
GTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCTGCAAGGATGAAACTTAAAGG 
AATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCA 
GCATCGACAGTGTGCAGTGAAAGTCAGTGTGATGAGCTTACTGGAGCCACTGAGAGGAGGTGCATGGCCG 
CCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACCCTTAATTGCCAG 
CAACACCCTTGAGGTGGTTGGGTACATTAAGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAAC 
GGTAGGTCAGTATGCCCCGAATGTGCTGGGCTACACGCGGGCTACAATGGTCGAGACAGTGGGATGCTAC 
GCCGAGAGGCGACGCTAATCTCCGAAACTCGATCGTAGTTCGGATTGCGGGCTGAAACTCGCCCGCATGA 
AGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGC 
CCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCGGCATTCGCCGGTCGAATCTGGGCTTCGCAAGGGG 
GCTTAAGTCGTAACAAGGTAGCCGTAGGGGAAT 


>gi|254971250|ref|NR_028168.1| Halococcus hamelinensis 100A6 16S ribosomal RNA, partial sequence 
AGGCTATTGCTATCGGGATCCGATTCAGGCATGCTAGTCGTACGAGTTCAGACTCGTGGCGTATAGCTCA 
GTAACACGTGGTCAAACCACCCTCTGGACCGGGATACCCTCGGGAAACTGAGGTCAATCCCGGATACTGC 
TTTCACGTTGGAAAAACGGAAAGCTGGAAACGGTCCGCCGCCGGAGGACGTGACTGCGGCCGATTAGGTA 
GACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGAA 
TCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGCCGCGAAACCTTTACACTGCACGACAGTGCGAT 
AAGGGGATCCCGAGTGCGAGGGCATACAGTCCTCGCTTTTCGTGACCGTAAGGTGGTCACAGAATAAGGG 
CTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGATAGCCAATTTTATTGGGCCT 
AAAGCGTCCGTAGCCGGCCGAACGGGTCCGTCGGGAAATCCACCCGCTTAACGGGTGGGCGTCCGGCGGA 
AACCAGTCGGCTTGGGGCCGGGAGACCAGAGGGGTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTGG 
ACGGACCACCGGTTGCGAAAGCGCCTCTGGAGAACGGACCCGACGGTGAGGGACGAAAGCTAGGGTCTCG 
AACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCTCGCTAGGTGTGACGCAGGCTACGAGCC 
TGCGTTGCGCCGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAG 
GAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACC 
GGCACCGACAACGTGCAGTGACGGTCAGTTTGATGAGCTTACCTGAGCCGTTGAGAGGAGGTGCATGGCC 
GCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCGTCCATAATTGCCA 
GCAGCACCCTTGTGGTGGCTGGGTACATTATGGAGACTGCCGTCGCTAAGACGGAGGAAGGAACGGGCAA 
CGGTAGGTCAGTATGCCCCGAATGTGCCGGGCGACACGCGGGCTACAATGGCCAGGACAGTGGGACGCTA 
CCCCGAGAGGGGACGCTAATCTCCTAACCCTGGTCGTAGTTCGGATTGCGGATTGAAACTCATCCGCATG 
AAGCTGGATTCGGTAGTAATCGCGTTTCAGAAGAGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCG 
CCCGTCAAATCACCCGAGTGAGGTCGGGATGAGGCCGACGCAACGTCGGTCGAATCTGGGCTTCGCAAGG 
GGGATTAAGTCGTAACAAGGTAGCCGTAGGGGAAT 


>gi|254971249|ref|NR_028167.1| Natrinema gari HIS40-3 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTGA 
GACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCGACTAACCTCGGGAAACTG 
AGGCTAATGCGGAATAGCGTTCATCGCCTGGAGTGGCACGAACGCGAAACGTTACGGCGCCATAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCGAGTGCGATAAAGGGACTCCAATGCGAGGGCATATAGTCCTCGCTTTTCACGACCGTAAG 
GTGGTCGTAGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATG 
ACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCACGCAAGTCTATCGGGAAATCCGCGCGCTTAAC 


GCGCGGGCGTCCGGTGGAAACTGCGTGGCTTGGGACCGGAAGACCTGAGGGGTACGTCCGGGGTAGGAGT 
GAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCAGGAAGACGGATCCGACGGTGAGGG 
ACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTG 
TGGCACAGGCTACGAGCCTGTGCTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCG 
CAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTC 
AACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGAAAGTCAGGTTGATGACCTTACTGGAGCCATT 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGCACTCCTAATTGCCAGCAACACCCTTGCGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACT 
GGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGC 
CGAGACAGTGGGATGCAACCCCGAAAGGGGACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAGGG 
CTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGTCCCGTCAAAGACAACCCGAGTGGGGTCCGGATGAGGCCGACGCAACGTCGG 
TCGAA 


>gi|254971248|ref|NR_028166.1| Archaeoglobus infectus Arc51 16S ribosomal RNA, partial sequence 
GGGACTAAGCCATGCTAGTCAAGGGGCTTGCTTATGCAAGCACCGGCGGACAGCTCAGTAACACGTGGAC 
AACCTGCCCTCGGGTGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGAGATGGGTGCTGGAA 
TGCCCCATCTTCGAAAGCTCCGGCGCCCGAGGATGGGTCTGCGGCGGATTAGGTAGTTGGTGGGGTAACG 
GCCCGCCAAGCCTGAGATCCGTACGGGCTGTGAGAGCAGGAGCCCGGAGATGGACCCTGAGACAAGGGTC 
CAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGAAAGTGCGACGGGGCTAGCCGGAGT 
GTCCGTGCATCGCGCGGACTGTCGGGATGCCTAAACAGCATCCCATAGCAAGGGCCGGGCAAGGCCGGTG 
GCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGCGGTCACTATTATTGGGCCTAAAGCGTTCGTAGCCG 
GTCTGGTAAGTCCCCCGGGAAATCTGGTCGCTTAACGATCAGACTGCCGGGGGATACTGCCAGACTAGGG 
ACCGGGAGAGGCCGAGGGTATTCCCGGGGTAGGGGTGAAATCCTGTAATCCCGGGAGGACCACCTGTGGC 
GAAGGCGCTCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCTGGGGAGCGAACCGGATTAGATACC 
CGGGTAGTCCAGGCTGTAAACGATGCGGACTAGGTGTCACCGGAGCTACGAGCTCCGGTGGTGCCGGAGG 
GAAGCCGTTAAGTCCGCCGCCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGC 
ACTACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGAAGCTTACCGGGGAAGACAGCGGGA 
TGAAGGTCGGGCTGAAGACCTTACCAGACTAGCTGAGAGGTGGTGCATGGCCGCCGTCAGTTCGTACTGT 
GAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCGCGCCCTCAGTTGCCAGCGGGTCCCTTCGGGGAC 
GCCGGGCACACTGAGGGGACTGCCGGCGCTAAGCCGGAGGAAGGTGCGGGCAACGGCAGGTCCGTATGCC 
CCGAATTCCCCGGGCTACACGCGGGCTACAATGGCCGGGACAATGGGTACCGACCCCGAAAGGGGTAGGT 
AATCTCCTAAACCCGGTCTAACCTGGGATCGAGGGCTGCAACTCGCCCTCGTGAACCTGGAATCCGTAGT 
AATCGCGCCTCAAAATGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAGCCACCCGA 
GTGGGTCATGGGTGAGGGCCGTCCCTACGGGGCGGTTCGAACCTAGGGTCCGCGAGGGGGGCTAAGTCGT 
AACAAGGTAACC 


>gi|254971247|ref|NR_028165.1| Haloferax prahovense TL6 16S ribosomal RNA, partial sequence 
CCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCATACTCGTGGCGAAAAG 
CTCAGTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTGAGGCTAATAGTTCATA 
CGGGAGTCATGCTGGAATGCCGACTCCCCGAAACGCTCAGGCGCTGTAGGATGTGGCTGCGGCCGATTAG 
GTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACG 
GAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGC 
GATAAGGGGACCCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCTCGACTGTAAGGCGGTCGWGGAATAA 
GAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATGACCGATRTTATTGGG 
CCTAAAGCGTCCGTAGCCGGCCACGAAGGTTCATCGGGAAATCCGCCAGCTCAACTGGCGGGCGTCCGGT 
GAAAACCACGTGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCC 
TGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGGGACGAAAGCTAGGGTC 
TCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGTGTGACACAGGCTACGA 
GCCTGTGTTGTGCCGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTA 
AAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTC 
ACCAGCTCCGACTATAGTAATGACGGTCAGGTTGATGACCTTACCACGACGCTATAGAGAGGAGGTGCAT 
GGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTTCTAATT 
GCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCGGAGGAAGGAACGGG 
CAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGTCGAGACAATGGGTTG 
CTATCTCGAAAGAGAACGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTC 
ATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCCCTGCTCCTTGCACACA 
CCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCGAATCTGGGCTTCGCAA 
GGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGA 


>gi|254971245|ref|NR_028163.1| Methanolinea tarda NOBI-1 16S ribosomal RNA, partial sequence 
TTCCGGTTGATCCTGCCGGAGGCCACTGCTATCGGGGTTCGATTAAGCCATGCGAGTCGAGAGGTGCAAG 
ACCTCGGCGCACTGCTCAGTAACACGTGGATAACCTACCCTCAGGTGGGGGATAACCCCGGGAAACTGGG 
GATAATACCCCATAGACCAGGGACGCTGGAATGCCCCCTGATCGAAAGGTCCGCCGCCTGAGGATGGGTC 
TGCGGCCGATTAGGTTGTTGTTGGGGTAACGGCCCAACAAGCCTTTGATCGGTACGGGTTGTGAGAGCAA 
GAGCCCGGAGATGGATTCTGAGACACAAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAA 
TGCGAGAAATCGTGATAAGGGAACCCCGAGTGCCCGTAAATTCGGGCTGTCCATCAGCGTAAAAAACTGG 
TGAAGAAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCACTA 
TTACTGGGCTTAAAGCGTCCGTAGCTGGATTGTTAAGTCTCTTGGGAAATCCGCCGGCTTAACCGGCGGG 
CGTTCAGGAGAAACTGGCAATCTAGGGACCGGGAGAGGTGAGAGGTACTCCAGGGGTAGGAGTGAAATCC 
TGTAATCCTTGGGGGACCACCTGTGGCGAAGGCGTCTCACTAGAACGGCTCCGACAGTGAGGGACGAAAG 
CTGGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCAGCTGTAAACGATGCGCGTTAGGTGTATCGGT 
GACCACGAGTCATCGAGGTGCCGAAGGGAAACCGTGAAACGTGCCGCCTGGGAAGTACGGTCGCAAGGCT 


GAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCG 
GGAAGCTCACCGGATAAGACAGCTGGATGATAGCCGGGCTGAAGACTCTGCTTGACTAGCTGAGAGGAGG 
TGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAA 
CAGTTGCCAGCGTATCCTCCGGGATGACGGGGACACTGTTGGGACCGCCTCTGCTAAAGAGGAGGAAGGA 
ATGGGCAACGGTAGGTCAGCATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGTCAGGACAATG 
GGTATCGACACCGAGAGGTGAAGGCAATCTCCTAAACCTGATCGTAGTTCGGATTGTGGGCTGCAACTCG 
CCCACATGAAGCTGGAATCCGTAGTAATCGCGTTTCAAAATAGCGCGGTGAATATGTCCCTGCTCCTTGC 
ACACACCGCCCGTCAAACCACCCGAGTGGGGTCTTGATGAGGCTGCGGTTGCCGCCGTGGTCGAATCTAG 
GTTCCGCAAGGGGGGTTAAGTCGTAACAAGGTA 


>gi|254971244|ref|NR_028162.1| Natronolimnobius innermongolicus N-1311 16S ribosomal RNA, partial 
sequence 
GAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTTAGACTCGTAGCAGATAGCTC 
AGTAACACGTGGCCAAACTACCCTCTGGACGCGGATAACCTCGGGAAACTGAGGCTAATCCGTGATACGA 
TTCTCAGCCTGGAAGTGGCGAGAATCCGAAACGCTCCGGCGCCAGAGGATGTGGCTGCGGCCGATTAGGT 
AGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGT 
ATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGA 
TAAGGGGACTCCGAGTGCGAGGGCATATCGTCCTCGCTTTTCACTACCGTAAGGTGGTAGYGGAATAAGT 
GCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTCTTATTGGGCC 
TAAAGCGTCCGTAGCTGGCCTTGCAAGTCCATCGGGAAATCCGCGCGCTCAACGCGCGGGCGTCCGGTGG 
AAACTGYRGGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCTG 
GACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCAC 
GAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGCCACAGGCTACGAGC 
CTGTGGTGTGCCGCAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAA 
GGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCAC 
CAGCATCGACAGTAGCTGTGACGGTCAGTGTGATGAGCTTACTAGAGCTACTGAGAGGAGGTGCATGGCC 
GCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGTCCCTAATTGCCA 
GCAACACCCTTGYGGTGGTTGGGTACATTAGGGAGACTGCCAGTGCCAAACTGGAGGAAGGAATGGGCAA 
CGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCGAGACAGTGGGATGCTA 
TCCCGAAAGGGAACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATG 
AAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCG 
CCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCACTGTATAGTGGTCGAATCTGGGCTCCGCAAGGG 
GGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATC 


>gi|254971243|ref|NR_028161.1| Natronolimnobius baerhuensis IHC-005 16S ribosomal RNA, partial sequence 
GAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTTAGACTCGTAGCAGATAGCTC 
AGTAACACGTGGCCAAACTACCCTCTGGACGCGGATAACCTCGGGAAACTGAGGCTAATCCGTGATAGCG 
TTCCCACGCTGGAGTGCGGGGAACGTGAAACGTTCAGGCGCCAGAGGATGTGGCTGCGGCCGATTAGGTA 
GACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTA 
TCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGAGAGTGCGAT 
AAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTCACCACCGTAAGGTGGTGGTGGAATAAGTG 
CTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCT 
AAAGCGTCCGTAGCTGGCCAGGCAAGTCCATCGGGAAATCCGCGTGCTTAACGCGCGGGCGTCCGGTGGA 
AACTGCGTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCTGG 
ACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACG 
AACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGCCACAGGCTACGAGCC 
TGTGGTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAG 
GAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACC 
AGCATCGACAGTAGGAGTGACAGTCAGTTTGATGAGCTTACTAGACCTACTGAGAGGAGGTGCATGGCCG 
CCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGTCCCTAATTGCCAG 
CAGCACCCTTGTGGTGGCTGGGTACATTAGGGAGACTGCCAGTGCTAAACTGGAGGAAGGAATGGGCAAC 
GGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGTCACGACAGTGGGATGCTAT 
CCCGAGAGGGAACGCTAATCTCCGAAACGTGATCGTAGTTCGGATTGTGGATTGAAACTCATCCACATGA 
AGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGC 
CCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCCGGTTTCCGGGTCGAATCTGGGCTCCGCAAGGGGG 
CTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTG 


>gi|254971242|ref|NR_028160.1| Halorubrum terrestre 4P 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATTCGATTTAGCCATGCTAGTCGTACGAGTTCA 
TACTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCACAATACCCTCGGGAAACTG 
AGGCTAATAGTGCATACCACAGTCCACCTGGAATGAGGATTGTGCCAAACGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTCATGAGAG 
TGAGAACCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCACAGGCGCGAAACCTTTAC 
ACTGCACGACAGTGGAATAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTGCTTTTCGGTACCGTAAG 
GTGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATG 
GCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCTGCTCAAC 
AGGTGGGCGCCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAGT 
GAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGGACGGATCCGACAGTGAGGG 
ACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGTTAGGTG 
TGGCTCCCGCTACGAGCGGGTGCTGTGCCGTAGGAAGCCGCTAAACAGACCGCCTGGGAAGTACGTCCGC 
AAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCA 
ACGCCGGACATCTCACCAGCATCGACTGTAATAATGACGATCAGGTTGATGACCTTATCCGAGTTTCAGA 
GAGGAGGTGCATGGCCGCCGTCAACTCGTACCGTGAGGCGTCCTGTTAAGTCAAGCAACGAGCGAGACCC 


GCATCCTTACTTGCCAGCAGTACCGCGAGGTTACTGGGGACAGTAGGGGGACCGCCGTGGCTAACACGGA 
GGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGA 
GACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGCTG 
CAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCTGC 
TCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGTTCCACGAACGTCGAATCT 
GGGTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCT 


>gi|254971241|ref|NR_028159.1| Haloarcula hispanica Y-27 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTTA 
GACTCGTAGCATATAGCTCAGTAACACGTGGCCAAACTACCCTACAGACCGCGATAACCTCGGGAAACTG 
AGGCCAATAGCGGATATAACTCTCAGGCTGGAGTGCCGAGAGTTAGAAACGTTCCGGCGCTGTAGGATGT 
GGCTGCGGCCGATTAGGTAGATGGTGGGGTAACGGCCCACCATGCCGATAATCGGTACAGGTTGTGAGAG 
CAAGAGCCTGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACAGTGCGATAGGGGGACTCCGAGTGTGAGGGCATATAGCCCTCGCTTTTCTGTACCGTAA 
GGTGGTACAGGAACAAGGACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGTCCAAGTGAT 
GGCCGATATTATTGGGCCTAAAGCGTCCGTAGCTTGCTGTGTAAGTCCATTGGGAAATCGACCAGCTCAA 
CTGGTCGGCGTCCGGTGGAAACTACACAGCTTGGGGCCGAGAGACTCAACGGGTACGTCCGGGGTAGGAG 
TGAAATCCTGTAATCCTGGACGGACCACCAATGGGGAAACCACGTTGAGAGACCGGACCCGACAGTGAGG 
GACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACAATGCTCGCTAGGT 
ATGTCACGCGCCATGAGCACGTGATGTGCCGTAGTGAAGACGATAAGCGAGCCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGAAATCTCACCGGTCCCGACAGTAGTAATGACAGTCAGGTTGACGACTTTACTCGACGCTAC 
TGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGA 
CCCACACTTCTAGTTGCCAGCAACACCCTTGTGGTGGTTGGGTACACTAGGAGGACTGCCATTGCTAAAA 
TGGAGGAAGGAATGGGCAACGGTAGGTCAGTATGCCCCGAATGGACCGGGCAACACGCGGGCTACAATGG 
CTCTGACAGTGGGATGCGACGCCGAGAGGCGAAGCTAATCTCCAAACGTAGTCGTAGTTCGGATTGCGGG 
CTGAAACCCGCCCGCATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATACGTCCC 
TGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGTCATGCGACGGTCGA 
ATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGAGGAATCTGCGGCTGGATCACCTC 
cT 


>gi|254971240|ref|NR_028158.1| Haloferax lucentense Aa 2.2 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCA 
CACTCGTGGCGAAAAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTG 
AGGCTAATAGTTCATACGGGAGTCATGCTGGAATGCCGACTCTCCGAAACGCTCAGGCGCTGTAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCAAGTGCGATAAGGGGACCCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCTCGACTGTAA 
GGCGGTCGAGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGAT 
GACCGATATTATTGGGCCTAAAGCGTCCGTAGCCGGCCATGAAGGTTCATCGGGAAATCCGCCAGCTCAA 
CTGGCGGGCGTCCGGTGAAAACCACATGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGT 
GTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCTCCGACTATAGTGATGACGATCAGGTTGATGACCTTATCACGACGCTA 
TAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAG 
ACCCGCACTTCTAATTGCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAG 
CGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGG 
TCGAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGG 
GCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCC 
CTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCG 
AATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCT 
ccT 


>gi|254971239|ref|NR_028157.1| Methanosaeta thermophila PT 16S ribosomal RNA, partial sequence 
TTACTGCTATCGGGGTCCGACTAAGCCATGCGAGTTGAATGTCCGAAAGGGCATAGCGCACTGCTCAGTA 
ACACGTGGACAACCTGCCCTGAGGACTGGAATAATCCCGGGAAACTGGGGGTAATTCCAGATATGTCAGA 
ACTCCTGGAATGGGTTCTGGCAGAAAGGCTCCGGCGCCTCAGGATGGGTCTGCGGCCTATCAGGGTAGTA 
GTGGGTGTAACGTACCTACTAGCCTACGACGGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGATTCT 
GAGACATGAATCCAGGCCCTACGGGGTGCAGCAGGCGCGAAAACTTTACAATGCGGGCAACCGCGATAAG 
GGGACCTCGAGTGCTGGGTTACAAACCTGGCTGTTGGGCTGCCTAAAAAGCAGTCTATAGCAAGGGCCGG 
GCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCTCGAGTGGTAACCGCTATTATTGGGTCTAAAG 
GGTCTGTAGCCGGCCGACTAAGTCTCTTGGGAAATCTGGCATCTCAAGTGTCAGGCTGCCAGGGGATACT 
GGTCGGCTTGGGACCGGGAGAGGTGAGAGGTACCTCGGGGGTAGGGGTGAAATCTTGTAATCCTCGAGGG 
ACCACCAGTGGCGAAGGCGTCTCACCAGAACGGATCCGACGGCAAGGGACGAAAGCTAGGGGCACGAACC 
GGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATACTCGCTAGGTGTCGGCCACGGTGCGACCGTGGT 
CGGTGCCGTAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAAT 
TGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGAAAGCTTACCGGGG 
GCGACAGCAATATGAAGGTCAGGCTGAAGACCTTACCGGATTCGCTGAGAGGTGGTGCATGGCCGTCGTC 
AGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCACAGTTGCCAGCGATC 
CCTCCGGGGAGGCGGGTACTCTGTGGGGACCGCCGCTGCTAAAGCGGAGGAAGGAGTGGGCAACGGTAGG 
TCAGTATGCCCCGAATCCCCCGGGCTACACGCGGGCTACAATGGTCGGTACAATGGGTATCGACCCCGAA 


AGGGGTAGGCAATCCCCTAAAACCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGG 
AATCCGTAGTAATCGCGTTTCAACAGAACGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCA 
AACCACCCGAGTAGGGTCCGGATGAGGGTGTATCCTCTTGATACATTCGAATCCGGGCTTTGCAAGGGGG 
GTT 


>gi|254971237|ref|NR_028155.1| Methanothermococcus okinawensis IH1 16S ribosomal RNA, partial sequence 
TTGATCCCGCCGGAGGCCACTGCTATTGGGGTTCGACTAAGCCATGCGAGTCTATGGACTTCGGTCCATG 
GCGGACGGCTCAGTAACACGTGGCTAACCTACCCTCAGGTGGGGGATAACCTTGGGAAACTGAGGATAAT 
ACCCCATAGGGGAAGAGGTCTGGAATGATCCTTCCTTGAAAGGACATCCGCCTGAGGATGGGGCTGCGTC 
CGATTAGGTAGTTGGTGGGGTAATGGCCCACCAAGCCTACGATCGGTACGGGCCTTGAGAGAGGAAGCCC 
GGAGATGGGGACTGAGACACGGCCCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCACAATGCACG 
AAAGTGCGATGGGGGGACCCCAAGTGCCTATGCACAGCATAGGCTTTTCCCAAGTGTAAATAGCTTGGGG 
AATAAGGGCTGGGCAAGTCCGGTGCCAGCAGCCGCGGTAACACCGGCGGCCCGAGTGGTGGCCACTCTTA 
TTGGGCCTAAAGCGTCCGTAGCCGGTCCAGTAAGTCCCTGTTTAAATCCTACGGCTCAACCGTAGGGCTG 
GCAGGGATACTGCTGGACTTGGGACCGGGAGAGGACGAGGGTACTCCAGGGGTAGCGGTGAAATGCGTTG 
ATCCCTGGAGGACCACCTATGGCGAAGGCACTCGTCTGGAACGGGTCCGACGGTGAGGGACGAAAGCCAG 
GGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACTCTGCGGACTAGGTGTCACCTGGGCC 
TTGGGCCCAGGTGGTGCCGAAGGGAAGCCATTAAGTCCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAA 
CTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGCA 
TCTCACCAGGGGCGACAGCATGATGACGGTCAGGTTGACGACCTTACCTGAAGCGCTGAGAGGTGGTGCA 
TGGCCATCGTCAGCTCGTACCGCGAGGCGTCCTGTTAAGTCAGGTAACGAGCGAGACCCGTGCCCTATGT 
TGCGACTTCTTCCTCCGGGGAGAAGGCACTCATAGGGGACCGCTGGTGTTAAACCAGAGGAAGGAGCGGG 
CAACGATAGGTCCGCATGCCCCGAATCCCCTGGGCTACACGCGGGCTACAATGGTTGGGACAATGGGATG 
CAACCCTGAAAGGGGAAGCAAATCTCCTAAACCCAATCGTAGTTCGGATCGTGGGCTGTAACTCGCCCAC 
GTGAAGCTGGAATCCGTAGTAATCGCAGTTCAACATACTGCGGTGAATGTGTCCCTGCTCCTTGCACACA 
CCGCCCGTCACACCACCCGAGTTGGGTTGAGGTGAGGCCCTAGCCTTTGGCTAAGGGTCGAC 


>gi|254971236|ref|NR_028154.1| Thermococcus acidaminovorans AEDII10 16S ribosomal RNA, partial sequence 
GAGACCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGGTGTCCCTTTGGGACACCACCGGC 
GGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCC 
CCCATAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGGCTCTGCCCGCCCGAGGATGGGCCGGCG 
GCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGC 
CCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCG 
GGCAACCGCGACGGGGGGACCCCCAGTGCCGTGGCACAGCCACGGCTTTTCCGGAGTGTAAAAAGCTCCG 
GGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGTCGCTAT 
TATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGC 
TTGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCT 
ATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGC 
CAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGA 
GCTTCGAGCTCGCCCGGTGCCGAAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTG 
AAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGG 
GAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGT 
GCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCC 
AGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAG 
CGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGG 
GATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATTGCGGGCTGCAACTCGC 
CCGCATGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCA 
CACACCGCCCGTCACTCCACCCGAGCGGGGTCCGGGTGAGGCCTGATCTCCCTTCGGGGAGGTCGGGTCG 
AGCCTGGGCTCCGTGAGGGGGGAGAA 


>gi|254971235|ref|NR_028153.1| Halobiforma nitratireducens C231 16S ribosomal RNA, partial sequence 
GAGGCCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGGGTTGAGRCCCGTAGCAGATAGCTC 
AGTAACACGTGGCCAAACTACCCTCTGGAGCGCAATAACCTCGGGAAACTGAGGCTAATGGCGCATACGG 
CTCGGTGCCTGGAGTGGCGCGAGCTTGAAACGCTCCGGCGCCAGAGGATGTGGCTGCGGCCGATTAGGTA 
GACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTA 
TCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGTGCGAT 
AAGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCTGAACCGTAAGGAGGTTCAGGAACAAGTG 
CTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGGCCGCTCTTATTGGGCCT 
AAAGCGTCCGTAGCTGGCCACTCAAGTCCATCGGGAAATCCGCGTGCTTAACGCGTGGGCGTCCGGTGGA 
AACTGAGTGGCTTGGGACCGGAAGACCTGCGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGG 
ACGGACCACCGGTGGCGAAAGCGCCGCAGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACG 
AACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGGCACAGGCTACGAGCC 
TGTGCTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAG 
GAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACC 
AGCATCGACAGTAGCAATGAAGATCAGTGTGATGAGCTTATTGGAGCTACTGAGAGGAGGTGCATGGCCG 
CCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAG 
CAATACCCTTGTGGTAGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAAC 
GGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGC TACAATGGCCGAGACAGTGGGACGCAAC 
GCCGAGAGGCGACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGCGGGTTGAAACTCACCCGCATGA 
AGCTGGATTCGGTAGTAATCGCCGTTCACAAGACGGCGGTGAATACGTCCCTGCTCCTTGCACACACCGC 
CCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGCCTACGGCGGTCGAATCTGGGCTCCGCAAGGGGG 
CTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTG 


>gi|254971234|ref|NR_028152.1| Methanoculleus chikugoensis MG62 16S ribosomal RNA, partial sequence 
AGGTCACTGCTATCGGGGTTCGATTAAGCCATGCGAGTCGAGAGGGTTCGGCCCTCGGCGTACTGCTCAG 
TAACACGTGGATAACCTGCCCTAAGGAAGGGGATAACCCCGGGAAACTGGGGATAATACCCTATAGGTTA 
CAGATGCTGGAATGCTCTGTAACTCAAAGTTCCGGCGCCTTAGGATGGATCTGCGGCCGATTAGGTTGTT 
GTTGGGGTAATGGCCCAACAAGCCAGTAATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGTTGGATTCT 
GAGACACGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCGGGCAACCGTGATAAG 
GGAACCTCGAGTGCCTGTATATGCAGGCTGTCCAGGTGTCTAAAACACACCTGAAGAAAGGGCCGGGCAA 
GACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCACTTTTATTGGGCTTAAAGCGTT 
CGTAGCTGGGTTATTAAGTCTCTTGGGAAATCCGGCGGCTCAACCGTCGGGCGTCTAAGGGATACTGGTA 
ATCTTGGAACCGGGAGAGGTGAGGGTACTTCGGGGGTAGGAGTGAAATCCTGTAATCCTCGAGGGACCAC 
CTGTGGCGAAGGCGCCTCACCAGAACGGCTTCGACAGTGAGGGACGAAAGCTGGGGGAGCAAACCGGATT 
AGATACCCGGGTAGTCCCAGCCGTAAACGATGTGCGTTAGGTGTATCGACGACCACGAGTCGTCGAGGTG 
CCGAAGGGAAACCGTGAAACGTACCGCCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATTGGCG 
GGGGAGCACCACAACAGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGGAATCTCACCGGATAAGAC 
AGCGGAATGATTGCCGGGCTGAAGACTCTGCATGACTAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTC 
GTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCCAGCACGATCTCC 
GGATCGGTGGGGACACTGTTGGGACCGCCTCTGCTAAAGGGGAGGAAGGAATGGGCAACGGTAGGTCAGC 
ATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGGCAGGACAATGGGTATCGACATCGAAAGGTG 
AAGGCAATCTCCTAAACCTGTCCGTAGTTCGGATTGTGGGCTGTAACTCGCCCACATGAAGCTGGAATCT 
GTAGTAATCGCGTTTCAAAATAACGCGGTGAATGTGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCA 
CCCGAGTGGGGTTTGGATGAGGCTGCGGTCGTTGCCGCAGTCGAATCTAGGTTCCGCAAGGGGGGTTAAG 
TCGTAACAAGGTAGCCGTAGGGGAATCTGC 


>gi|254971233|ref|NR_028151.1| Haloferax alexandrinus TM 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCA 
TACTCGTGGCGAAAAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTG 
AGGCTAATAGTTCATACGGGAGTCATGCTGGAATGCCGACTCCCCGAAACGCTCAGGCGCTGTAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCAAGTGCGATAAGGGGACCCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCACGACTGTAA 
GGCGGTCGTGGAATAAGAGCTGGGCAAGAGCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGAT 
GACCGATATTATTGGGCCTAAAGCGTCCGTAGCCGGCCACGAAGGTTCATCGGGAAATCCGCCAGCTCAA 
CTGGCGGGCGTCCGGTGAAAACCACGTGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAG 
TGAAATCCCGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGT 
GTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCC 
GCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACT 
CAACGCCGGACATCTCACCAGCTCCGACTACAGTGATGACGATCAGGTTGATGACCTTATCACGACGCTG 
TAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAG 
ACCCGCACTTCTAATTGCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAG 
CGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGG 
TCGAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGG 
GCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCC 
CTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCG 
AATCTGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTC 
ct 


>gi|254971232|ref|NR_028150.1| Natrinema versiforme XF10 16S ribosomal RNA, partial sequence 
GAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGGGTTTAGACCCGTAGCAGATAGCTC 
AGTAACACGTGGCCAAACTACCCTATGGATCCGGATACCCTCGGGAAACTGAGACTAATCCGGAATAGCG 
TTCATCGCCTGGAGTGGCACGAACGCGAAACGTTACGGCGCCATAGGATGTGGCTGCGGCCGATTAGGTA 
GACGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTA 
TCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCGAGTGCGAT 
AAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTCACGACCGTAAGGAGGTCGTAGAATAAGTG 
CTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCT 
AAAGCGTCCGTAGCTGGCCACGCAAGTTCGTCGGGAAATCTGCGCGCTTAACGCGCAGGCGTCCGGTGGA 
AACTGTGTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGG 
ACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACG 
AACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGGCACAGGCTACGAGCC 
TGTGCTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAG 
GAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACC 
AGCATCGACAACGTGCAGTGAAGGTCAGGTTGATGACCTTACTGGAGCCGTTGAGAGGAGGTGCATGGCC 
GCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCA 
GCAACACCCTTGCGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAA 
CGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCGAGACAGTGGGATGCAA 
CCCCGAAAGGGGACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAGGACTGAAACTCGTCCTCATG 
AAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCG 
CCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGNCGACGCAACGTCGGTCGAATCTGGGCTCCGCAAGG 
GGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTG 


>gi|254971231|ref|NR_028149.1| Palaeococcus ferrophilus DMJ 16S ribosomal RNA, partial sequence 
GCCGGAGGCCACTGCTATCGGGGTCCGACTAAGCCATGCGAGTCAAGGGGCGCTTGCGCGCACCGGCACA 
CGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGACAACCCCGGGAAACTGGGGCTAATCCCCC 


ATAGGTTTGGGGCGCTGGAAAGCCCCCAAACCGAAAGCTCCGGCGCCCGAGGATGGGCCGGCGGCCGATT 
AGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGACAATCGGTACGGGCAGTGAGAGCTGGAGCCCGGAGA 
TGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGAAACC 
GCGACGGGGGGACCCCGAGTGCCGTGGACAACCACGGCTTTTCCGGAGTGTAAGAAGCTCCGGGAATAAG 
GGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCAAGTGGTGGCCACTATTATTGGGC 
CTAAAGCGTCCGTAGCCGGGCCTGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGG 
GATACTGCAGGCCTAGGGACCGGGAGAGGCCGGGGGTACTCCTGGGGTAGGGGTGAAATCCTATAATCCC 
AGGAGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAG 
CAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTTGCCTGGACCCCGAG 
TCCAGGCAGTGCCGCAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAA 
AGGAATTGGCGGGGGAGACACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTC 
ACCGGGGGCGACGGCAGGATGAAGGCCAGGCTAAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGC 
CGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCACCCCCAGTTGCC 
AGCCCTCCCCGCCGGGGAGGAGGCACTCTGGGGGGACTGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGA 
CGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGAGCGGGACAATGGGAACCGA 
CCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCTCCCAGTTCGGATTGCGGGCTGCAACTCGCCCGCATG 
AAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTTCCCTGCTCCTTGCACACACC 
GCCCGTCACTCCACCCGAGCGGGGTTTGGATGAGGCCTCGTCCGCTGGGCGGGGTCGATCCCAGGTCCGT 
GAGGGGGAG 


>gi|254971230|ref|NR_028148.1| Methanocalculus strain MHT-1 16S ribosomal RNA, partial sequence 
GGGTTGATCCTGCCAGAGGCTATTGCTATCAGGGTTTGACTAAGCCATGCGAGTCGAGAGGTGAAAGACC 
TCGGCATACTGCTCAGTAACACGTGGATAATCTGCCCTCAGGTGAGGAATAATCCCGGGAAACTGGGGCT 
AATGCCTCATAGGAGACGGGTGCTGGAATGCTCTGTCTCCGAAAGGTCCGCCGCCTGAGGATGAGTCTGC 
GTCCGATTAGGTTGTTGTTGGGGTAACGGCCCAACAAGCCTTTGATCGGTACGGGTTGTGGGAGCAAGAG 
CCCGGAGATGGATTCTGAGACATGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGC 
GAGCAATCGTGATAAGGAAACCCTGAGTGCCTGTCAATGCAGGCTTGTTCTGGTGTCTAACACACACCAG 
GAGAAAGGGCGGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCTGCTCGAGTGATAGCCACTTTT 
ACTGGGCTTAAAGCGTTCGTAGCTTGGTCGTTAAGTCTCTGGGGAAATCTTTTGGCTCAACCAAAAGGCG 
TCTCAGGGAAACTGACGATCTTGGAACCGGGAGAGGTAAGACGTACTTCGGGGGTAGGAGTGAAATCTTG 
TAATCCCCGAGGGACGACCGATGGCGAAGGCATCTTACCAGAACGGCTTCGACAGTGAGGGACGAAAGCT 
GGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGTGCGTTAGGTGTGTCAGTGA 
CCACGAGTCGCTGAGGTGCCGAAGGGAAACCGTGAAACGCACCGCCTGGGAAGTACGGTCGCAAGGCTGA 
AACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGA 
CAACTCACCGGATACGACAGCGGAATGATAGCCGGGCTGAAGACTCTGCTTGACTAGCTGAGAGGAGGTG 
CATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACA 
GTTGCCAGCATAATCTCCGGATTGATGGGGACACTGTTGGGACCGCCTCTGCTAAAGGGGAGGAAGGAAT 
GGGCAACGGTAGGTCAGCATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGATGGGACAATGGG 
TTTCGACACCGAAAGGTGAAGGTAATCTCCTAACCCCACCCGTAGTTCGGATTGCGGGCTGCAACTCGCC 
CGCATGAAGCTGGAATCCGTAGTAATCGCGTCTCACGATGGCGCGGTGAATATGTGCCCTGCTCCTTGCA 
CACACCGCCCGTCAAACCACCCGAGTGGGGTCTGGATGAGGCGGCAGTTTATGCTGCTGTCGAATCTAGG 
TTCCGCAAGGGGGGTTAAGTCGTAACAAGG 


>gi|254971229|ref|NR_028147.1| Natronorubrum tibetense GA33 16S ribosomal RNA, partial sequence 
ATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGTCATGCTAGTTGTACGAGTTTA 
GACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGACCAAGACAACCTCGGGAAACTG 
AGGCTAATCTTGGATACGATTCTCCCGCTGGAACTGCAGAGAATCCGAAACGCTCCGGCGCCATAGGATG 
TGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGA 
GCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTT 
ACACTGCACGCCAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTCACCACCGTA 
AGGTGGTGGTGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGA 
TGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCTATCGGGAAATCTGCTCGCCTA 
ACGAGCAGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGA 
GTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAGGACGGATCCGACGGTGAG 
GGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGA 
TGTGCCACAGGCTACGAGCCTGTGGTGTGTCGTAGGGAAGCCGAGAAGCAGACCGCCTGGGAAGTACGTC 
CGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGAC 
TCAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGACGGTCAGTGTGATGAGCTTACCTGAGCCA 
TTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAG 
ACCCGCACCCTTAATTGCCAGCAGCACCCTTGTGGTGGCTGGGTACATTAAGAGGACTGCCAGTGCCAAA 
CTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATG 
GCCACGACAGTGGGATGCAACCCCGAGAGGGGACGCTAATCTCCGAAACGTGGTCGTAGTTCGGATTGAG 
GGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTC 
CCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCTGGATTCCCAGGTC 
GAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACC 
TCCcT: 


>gi|219878416|ref|NR_025555.1| Halobacterium salinarum strain 91-R6 16S ribosomal RNA, partial sequence 
GGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTTGTGCGGGTTTAGACCCGCAGCGGAAAGCTCAG 
TAACACGTGGCCAAGCTACCCTGTGGACGGGAATACTCTCGGGAAACTGAGGCTAATCCCCGATAACGCT 
TTGCTCCTGGAAGGGGCAAAGCCGGAAACGCTCCGGCGCCACAGGATGCGGCTGCGGTCGATTAGGTAGA 
CGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGAATC 
TGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGTACGAAAGTGCGATAA 


GGGGACTCCGAGTGTGAAGGCATAGAGCCTTCACTTTTGTACACCGTAAGGTGGTGCACGAATAAGGACT 
GGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGTCCGAGTGATGGCCGATCTTATTGGGCCTAA 
AGCGTCCGTAGCTGGCTGAACAAGTCCGTTGGGAAATCTGTCCGCTTAACGGGCAGGCGTCCAGCGGAAA 
CTGTTCAGCTTGGGACCGGAAGACCTGAGGGGTACGTCTGGGGTAGGAGTGAAATCCTGTAATCCTGGAC 
GGACCGCCGGTGGCGAAAGCGCCTCAGGAGAACGGATCCGACAGTGAGGGACGAAAGCTAGGGTCTCGAA 
CCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGTCCGCTAGGTGTGGCGCAGGCTACGAGCCTG 
CGCTGTGCCGTAGGGAAGCCGAGAAGCGGACCGCCTGGGAAGTACGTCTGCAAGGATGAAACTTAAAGGA 
ATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAG 
CCCCGACAGTAGTAATGACGGTCAGGTTGATGACCTTACCCGAGGCTACTGAGAGGAGGTGCATGGCCGC 
CGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGC 
AGTACCCTTTGGGTAGCTGGGTACATTAGGTGGACTGCCGCTGCCAAAGCGGAGGAAGGAACGGGCAACG 
GTAGGTCAGTATGCCCCGAATGGGCTGGGCAACACGCGGGCTACAATGGTCGAGACAATGGGAAGCCACT 
CCGAGAGGAGGCGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAA 
GCTGGATTCGGTAGTAATCGCGTGTCAGCAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCC 
CGTCAAATCACCCGAGTGGGGTTCGGATGAGGCCGGCATGCGCTGGTCAAATCTGGGCTCCGCAAGGGGG 
ATTAAGTCGTAACAAGGTAGCCGTAGGGGAATCT 


>gi|219878164|ref|NR_025303.1| Methanosarcina barkeri strain DSM 800 16S ribosomal RNA, partial sequence 
GCTATCGGTGTTCGCCTAAGCCATGCGAGTCATATGTTCTTCGTGAACATGGCGTACTGCTCAGTAACAC 
GTGGATAACCTGCCCTTGGGTCTGGCATAACCCCGGGAAACTGGGGATAATTCCGGATAACGCATATATG 
CTGGAATGCTTTATGCGTAAAATGGATTCGTCCGCCCAAGGATGGGTCTGCGGCCTATCAGGTAGTAGTG 
GGTGTAATGTACCTACTAGCCTACAACGGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGATTCTGAG 
ACATGAATCCAGGCCCTACGGGGCGCANNAGGCGCGAAAACTTTACAATGCGGGAAACCGTGATAAGGGG 
ACACCGAGTGCTAGCATCATATGCTGGCTGTCCAGGTGTGTAAACTACACCTGTTAGCAAGGGCCGGGCA 
AGACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCCCGAGTGGTGATCGTGATTATTGGGTCTAAAGGGT 
CCGTAGCCGGTTTGGTCAGTCCTCCGGGAAATCTGATAGCTCAACTATTAGGCTTTCGGGGGATACTGCC 
AGACTTGGAACCGGGAGAGGTAAGAGGTACTACAGGGGTAGGAGTGAAATCTTGTAATCCCTGTGGGACC 
ACCTGTGGCGAAGGCGTCTTACCAGAACGGGTTCGACGGTGAGGGACGAAAGCTGGGGGCACGAACCGGA 
TTAGATACCCGGGTAGTCCCAGCCGTAAACGATGCTCGCTAGGTGTCAGGCATGGCGCGACCGTGTCTGG 
TGCCGCAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGG 
CGGGGGAGCACAACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACAACTCACCGGGGACG 
ACAGCAATATGTAGGTCAGGCTGAAGACCTTACCTGAATCGCTGAGAGGAGGTGCATGGCCGTCGCCAGT 
TCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCGTGCCCACTGTTACCAGCATATCCT 
CCGGGATGATGGGTACTCTGTGGGGACCGCCGGTGTTAAATCGGAGGAAGGTGCGGGCCACGGTAGGTCA 
GTATGCCCCGAATTTCCCGGGCTACACGCGGGCTACAATGAATGGGACAATGGGTCCCTCCCCTGAAAAG 
GGCTGGTAATCTCACAAACCCATCCTTAGTTCGGATCGAGGGCTGTAACTCGCCCTCGTGAAGCTGGAAT 
CCGTAGTAATCGCGTTTCAATATAGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAC 
CACCCGAGTGAGGTATGGGTGAGGGCACGAACATCGTGTCGTGTTCGAACCTGTGCTTTGCAAGGGGGGT 
TAAGTCGTAAC 


>gi|219857440|ref|NR_025028.1| Methanobacterium formicicum strain DSMZ1535 16S ribosomal RNA, partial 
sequence 
GATTAAGCCATGCAAGTCGAACGATCCTTCGGGGTCGTGGCGTACGGCTCAGTAACACGTGGATAACCTA 
ACCTTAGGACTGGGATAACCCTGGGAAACTGGGGATAATACCGGATATGTAGGGCTGCCTGGAATGGTTC 
CCTATTGAAATGTTCCGACGCCTAAGGATGGATCTGCGGCAGATTAGGTAGTTGGCGGGGTAAATGCCCA 
CCAAGCCAGTAATCTGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGC 
CCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGAAAGTGCGACGGGGGAAACCCAAGTGCCAC 
TCTTAACGGGGTGGCTTTTCTTAAGTGTAAAAAGCTTTTGGAATAAGAGCTGGGCAAGACCGGTGCCAGC 
CGCCGCGGTAACACCGGCAGCTCAAGTGGTGGCCGTTTTTATTGGGCCTAAAGCGTTCGTAGCCGGCTTG 
ATAAGTCTCTGGTGAAATCTCACGGCTTAACCGTGAGAATTGCTGGAGATACTATTAGGCTTGAGGCCGG 
GAGAGGTTAGCGGTACTCCCGGGGTAGGGGTGAAATCCTATAATCCCGGGAGGACCACNTGTGGCGAAGG 
CGGCTAACTGGAACGGGCCTGACGGTGAGTAACGAAAGCCAGGGGCGCGAACCGGATTAGATACCCGGGT 
AGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGGATGGCTCCGAGCTGCCCCAGTGCCGAAGGGAAGC 
TGTTAAGTCCACCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCAC 
AACGCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAGAATGATA 
GCCAGGTTGATGACCTTGCTTGACAAGCTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGC 
GTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGATCCTTCGGGATGCCGGGC 
ACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATC 
CCCTGGGCTACACGCGGGCTACAATGGTTAGGACAATGGGTTCCGACACTGAAAGGTGGAGGTAATCTCC 
TAAACCTGGCCTTAGTTCGGATTGAGGGCTGTAACTCGCCCTCATGAAGCTGGAATGCGTAGTAATCGCG 
TGTCATAACCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAAAGGGT 
TTGGATGAGGCCATAGTCTTTGGTTATGGTCGAATCTAGGTTCTTT 


>gi|219857242|ref|NR_024870.1| Methanocalculus halotolerans strain SEBR 4845 16S ribosomal RNA, partial 
sequence 

TTGATCCTGCCAGAGGCTATTGCTATCAGGGTTTGACTAAGCCATGCGAGTCGAGAGGTGAAAGACCTCG 
GCATACTGCTCAGTAACACGTGGATAATCTGCCCTCAGGTGAGGAATAATCCCGGGAAACTGGGGCTAAT 
ACCTCATAGGAGACAGGTGCTGGAATGCTCTGTCTCCCAAAGGTCCGCCGCCTGAGGATGAGTCTGCGTC 
CGATTAGGTTGTTGTTGGGGTAACGGCCCAACAAGCCATTGATCGGTACGGGTTGTGGGAGCAAGAGCCC 
GGAGATGGATTCTGAGACATGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCGAG 
CAATCGTGATAAGGAAACCCTGAGTGCCTGTCAATGCAGGCTGTTCTGGTGTCTAACACACACCAGGAGA 
AAGGGCGGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCTGCTCGAGTGATAGCCGCTTTTACTG 
GGCTTAAAGCGTTCGTAGCTTGGTCGTTAACTCTCTGGGGAAATCTTTTGGCTTAACCAAAAGGCGTCTC 


AGGGAAAGTGGCGATCTTGGAACCGGGAGAGGTAAGACGTACTTCGGGGGTAGGAGTGAAATCTTGTAAT 
CCCCGAGGGACGACCGATGGCGAAGGCATCTTACCAGAACGGCTTCGACAGTGAGGGACGAAAGCTGGGG 
GAGCAAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGTGCGTTAGGTGTGTCAGCGACCAC 
GAGTCGCTGAGGTGCCGAAGGGAAACCGTGAAACGCACCGCCTGGGAAGTACGGTCGCAAGGCTGAAACT 
TAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACAAC 
TCACCGGATACGACAGCGGAATGATAGCCGGGCTGAAGACTCTGCTTGACCAGCTGAGAGGAGGTGCATG 
GCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTG 
CCAGCATGATCTCCGGATTGATGGGGACACTGTTGGGACCGCCTCTGCTAAAGGGGAGGAAGGAATGGGC 
AACGGTAGGTCAGCATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGATGGGACAATGGGTTTC 
GACACCGAAAGGTGAAGGTAATCTCCTAACCCCACCCGTAGTTCGGATTGCGGGGTGCAACTCGCCCGCA 
TGAAGCTGGAATCCGTAGTAATCGCGCCTCACGATGGCGCGGTGAATATGTCCCTGCTCCTTGCACACAC 
CGCCCGTCAAACCACCCGAGTGGGGTTTGGATGAGGCGGCAGTTTATGCTGCTGTCGAATCTAGGTTCCG 
CAAGGGGGGTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGC 


>gi|219857171|ref|NR_024799.1| Caldisphaera lagunensis strain IC-154 16S ribosomal RNA, partial sequence 
GGACCTGACTGCTATTGGGGTAAGGCTAAGCCATGGGAGCCGGACGCCCTATCGCTATAGGGCGTGACGC 
ACGGCTGAGTAACACGTGGCTAACCTACCCTCGGGACTGGGATAACTCCGGGAAACTGGAGCTAAACCCG 
GATAGGTGAGGAGTCCTGGAATGGTTCTTCACCGAAATAGACCTTAGGGGGTTACCGTCTAAGGTCTGCC 
CGAGGATGGGGCCACGGCCCATCATGGTAGTTGGTGGGGTAATGGCCCACCAAGCCTACGACGGGTAGGG 
GCCCTGGGAGGGGGAGCCCCCAGATGGACCCTGAGACAAGGGTCCAGGCCCTACGGGGCGCACCAGGCGC 
GAAACCTCTGCAATGCGGGCAACCGTGACAGGGTTACCCCAAGTGCTCCCGTTAAGGGAGCTTTTCCTCG 
CTGTAAGGAGGCGAGGGAATAAGCGGGGGGCAAGACTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCG 
AGTGGTCAGGACGATTACTGGGCCTAAAGCGCCCGTAGCCGGTCTAGCAAGTCCTCTCTGAAAGCTCCGG 
GCCTAACCCGGAGAGTGGAGAGGATACTGCTAGGC TAGGGGGCGGGAAAGGCCGGGGGTACTCCTAGGGT 
AGGGGCGAAATCCGATAATCCTAGGAGGACCACCAGTGGCGAAGGCGCCCGGCTGGAACGCGCCCGACGG 
TGAGGGGCGAAAGC TGGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCCAGCTGTAAACGATGCAGGC 
TAGGTGTTAGATGGGCGTTAGGGTCCATCTAGTGCCGCAGGGAAGCCGTTAAGCCTGCCGCCTGGGGAGT 
ACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGGGCACACAAGGGGTGGAGCCTGCGGCTCAATT 
GGAGTCAACGCCGGGAACCTCCACCGGGAGCGACAGCAGAATGAAGGCCAGGCTAATGACCTTGCCAGAC 
GCGCTGAGGGGAGGTGCACGGCCGTCGCCAGCTCGTGCTGTGAAGTGTCCTGTTAAGTCAGGCAACGAGC 
GAGACCCTCGCCCTTAGTTGCCATCACATAGGAGACTATGGGGGCACACTAAGGGGACTGCCGCCGCTAA 
GGCGGAGGAAGGGGAGGGCCACGGCAGGTCAGCATGCCCCTAAACTCCCGGGCTGCACGCGGGCTACAAT 
GGTGGGGACAGCGGGTTCCGACCCACGAAAGGGGAAGGCAATCCCTGAAACCCCACCGTAGTTGGGATTG 
AGGGCTGCAACTCGCCCTCATGAACCTGGAATCCCTAGTAACCGCGCGTCATCATCGCGCGGTGAATACG 
TCCCTGCCCCTTGTACACACTGCCCGTCGCTCCATCCGAGAGAGGGGAAGGTGAGGCCCCTTCCCATAGG 
GAAGAGGTCGAACCTTCCCCTCTCGAGGAGGGAGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTG 


>gi|219846654|ref|NR_026246.1| Picrophilus oshimae strain KAW2/2 16S ribosomal RNA, complete sequence 
ATTCTGGTTGATCCCGGCGGCGGCCACTGCTATCAAGTTCCGACTAAGCCATGCGAGTCAAGGGGCCGTA 
AGGCACCGGCGTACCGCTCAGTAACACGCGGATAATCTACCCTCGGGAAGGGCATAACCTCGGGAAACTG 
AGGCTAATTCCCTATAGCCATTCAGAACTGGAATGTTTGGATGGTGAAAGCTCCGGCGCCCGGGGATGAG 
TCTGCGGCCTATCAGGTAGTAGGTGGTGTAACGGACCACCTAGCCTAAGACGGGTACGGGCCCTGGGAGG 
GGTAGCCCGGAGATGGACTCTGAGACACTAGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTGTGC 
AATGCGCGCAAGCGCGACACGGGGAGCTTGAGTGTCTTGGCAAAAGCCAAGACTTTTCTTATGCCTAAAA 
AGCATAAGGAATAAGGGCTGGGTAAGACGGGTGCCAGCCGCCGCGGTAACACCCGCAGCTCAAGTGGTGG 
TCACTTTTACTGAGCCTAAAGCGTTCGTAGCCGGCTTTGTAAATCTCCAGGTAAATTCTAGCGCTTAACG 
TTAGATCTCCTGGAGAGACTGTAAAGCTTGGGACCGGGTGGGGTTGAACGTACTTTCAGGGTAGGGGTAA 
AATCCTGTAATCCTGGAAGGACGACCGGTAGCGAAGGCGTTCAAC TAGAACGGATCCGACGGTGAGGAAC 
GAAGGCTAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACTCTGCCCACTTGGTGTT 
GCCTTTCCGTTGAGGGGAGGCAGTGCCGGAGCGAAGGTGTTAAGTGGGCCGCTTGGGGAGTATGGTCGCA 
AGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCGCAACGGGAGGAATGTGCGGTTTAATTGGATTCAA 
CGCCGGAAAACTCACCGGGAGCGACCTGTGGATGAGAGTCAACCTGACGAGTTTACTCGATAGCAGGAGA 
GGTGGTGCATGGCCGTCGTCAGCTCGTACCGTAGGGCGTTCACTTAAGTGTGATAACGAGCGAGACCCCC 
ATCTCCAATTGCAATTACCTACGCGGGTAGGTAAGCACTTTGGAGAGACCGCCAGCGCTAAGCTGGAGGA 
AGGAGGGGTCGACGGCAGGTCAGTACGCCCCGAATCTCCCGGGCTACACGCGCATTACAAAGGGCAGGAC 
AATGCGTTGCAACCTCGAAAGGGGAAGCTAATCGCCAAACCTGTCCGTAGTTAGGATTGAGGGCTGTAAC 
TCGCCCTCATGAATCTGGATTCCGTAGTAATCGCGGGTCAACAACCCGCGGTGAATATGCCCCTGCTCCT 
TGCACACACCGCCTGTCAAACCATCCGAGCTGGTGTTGGATGAGGGTTAGCTCGAGAGGGTTAGCTCAAA 
TCTGATGTCAGTGAGGAGGGTTAAGTCATAACAAGGTATCTGTAGGGGAACCTGCGGCTGGATCACCTCC 


>gi|219846343|ref|NR_025933.1| Pyrodictium occultum strain PL-19 16S ribosomal RNA, complete sequence 
ACTCCGGTTGATCCTGCCGGGCCCGACCGCTATCGGGGTGGGACTAAGCCATGGGAGTCGTGCGCCCCCG 
GACGCGGGGGCGCGGCGGACGGCTGAGTAACACGTGGCCAACCTACCCTCGGGACGGGGATAACCCCGGG 
AAACTGGGGCTAATCCCCGATAGGCGAGGGGGCCTGGAACGGGTCCCTCGCCGAAAGGGCGCGCGGAGCC 
TCCCCGCGCGCCGCCCGAGGATGGGGCTGCGGCCCATCAGGTAGTTGGCGGGGTAACGGCCCGCCAAGCC 
GATAACGGGTAGGGGCCGTGAGAGCGGGAGNCCCCAGATGGGCACTGAGACAAGGGCCCAGGCCCTACGG 
GGCGCACCAGGCGCGAAACCTCCGCAATGCGGGCAACCGTGACGGGGTCACCCCGAGTGCCGCCGATAAG 
GCGGCTGTTCCCCGCTGTAGGAAGGCGGGGGAGTAAGCGGGGGGCAAGTCTGGTGTCAGCCGCCGCGGTA 
ATACCAGCCCCGCGAGCGGTCGGGATGATTACTGGGCCTAAAGCGCCCGTAGCCGGCCCGGTAAGTCCCC 
CCCTAAAGCCCCGGGCTCAACCCGGGGAGTGGGGGGGATACTGCCGGGCTAGGGGGCGGGAGAGGCCGAG 
GGTACTCCCGGGGTAGGGGCGAAATCCGATAATCCCGGGAGGACCACCAGTGGCGAAGGCGCTCGGCTGG 
AACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCGGCTG 
TAAACGATGCGGGCTAGGTGTTGGGCGGGCTTGGAGCCCGCCCAGTGCCGCAGGGAAGCCGTTAAGCCCG 


CCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGNAGCACCACAAGGGGTGGAG 
CCTGCGGCTTAATTGGAGTCAACGCCGGGAATCTTACCGGGGGCGACAGCAGGATGACGGCCAGGCTGAC 
GACCTTGCCCGACACGCTGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGCCGTGAGGTGTCCGGTTAAG 
TCCGGCAACGAGCGAGACCCCCACCCCTAGTTGCTACCCCGGGGCCACCCCGGGGGCACACTAGGGGGAC 
TGCCGNCGTCCAAGGCGGAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAATCCCCCGGGCTGCA 
CGCGGGCTACAATGGCGGGGACAGCGGGATCCGACCCCGAAAGGGGGAGGCAATCCCTTAAACCCCGCCG 
CAGTTGGGATCGAGGGCTGCAACTCGCCCTCGTGAACGCGGAATCCCTAGTAACCGCGCGTTAGCATCGC 
GCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGCGGGGGAGGGGTGAGGCC 
CCGTCCCTCGCCAGGGCGGGGTCGAACCTCTCCCCCGCGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTA 
GGGGAACCTGCGGCTGGATCACCTCCT 


>gi|219846128|ref|NR_025718.1| Methanococcus vannielii strain SB 16S ribosomal RNA, partial sequence 
GCTCAGTAACACGTGGTTAACTTAACCTCAGGTGGAGCATAACCTTGGGAAACTGAGGATAATTCTCCAT 
AAGAAAAGCAGTCTGGAACGATTCTTTTCTGAAAGCATATGCGCCCGAGGATAGGACTGCGCTCGATTAG 
GTAGTTGGTGGGGTAATGGCCCACCAAGCCTACGATCGATACGGGCCTTGAGAGAGGGAGCCCGGAGATG 
GGGACTGAGACACGGCCCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGAAAGTGC 
GACGGGGGGACCCCAAGTGCTCATGCACAGCATGGGCTTTTATCAAGTGTAAACAGCTTGAGGCAATAAG 
GGCTGGGCAAGTTCGGTGCCAGCAGCCGCGGTAATACCGACGGCCCGAGTGGTAGCCACTCTTATTGGGC 
CTAAAGCGTCCGTAGCCGGTCCAGTAAGTCCCTGTTTAAATTCTCTGGCTTAACCAGAGGACTGGCAGGG 
ATACTGCTGGACTTGGGACCGGGAGAGGACAAGGGTACTCCAGGGGTAGCGGTGAAATGTGTTGATCCTT 
GGAGGACCACCTATGGCGAAGGCACTTGTCTGGAACGGGTCCGACGGTGAGGGACGAAAGCCAGGGGCGC 
GAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACTCTGCGAACTAGGTGTCACCTGGGCCTCGAGC 
CCAGGTGGTGCCGAAGGGAAGCCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTTAAA 
GGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGCATCTCAC 
CAGGAGCGACAGCATGATGACGGCCAGGTTGACGACCTTGCCTGAAGCGCTGAGAGGTGGTGCATGGCCA 
TCGTCAGCTCGTACCGCGAGGCGTCCTGTTAAGTCAGGTAACGAGCGAGACCCGTGCCCTATGTTGCGAC 
TACTTTCTCCGGAAGGTAAGCACTCATAGGGGACCGCTAGCGCTAAGC TAGAGGAAGGAGCGGGCAACGA 
TAGGTCCGCATGCCCCGAATCTCCTGGGCTACACGCGGGCTACAATGGCTAGGACAATGGGCTGCTACCC 
TGAAAAGGGACGCGAATCTCCGAAACCTAGTCGTAGTTCGGATCGTGGGCTGTAACTCGCCCACGTGAAG 
CTGGAATCCGTAGTAATCGCAGTTCATAATACTGCGGTGAATGTGTCCCTGCTCCTTGCACACACCG 


Appendix 2 
Bacterial 16S rRNA RefSeq sequences 


>gi|265679063|ref|NR_029371.1| Saccharomonospora cyanea strain NA134 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCCAGCTTGCTGGGTGG 
ATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGTACTCTGGGATAAGCCCGGGAAACTGG 
GTCTAATACCGGATAGGACGCCTCACCGCATGGTGGGGTGTGGAAAGTTCCGGCGGTACAGGTTGAGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCGCCCG 
GGACGAAGCGCAAGTGACGGTACCGGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCACGTCTGCCGT 
GAAAACCTGCGGCTTAACCGTGGGCGTGCGGTGGATACGGGCATCACTTGAGTTCGGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC 
CGAAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGTTGGGCGCTAGGTGTGGGGTGCTGTTCACGCGTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGT 
GGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGATCGCCTCAGAGATGGGG 
TTTCCCTTGTGGCTGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTCCCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGGGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATG 
CTACAATGGCCGGTACAGTGGGTGGCGATACCGTGAGGTGGAGCGAATCCCTCAAAGCCGGTCTCAGTTC 
GGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGG 
CCCAACCCTTCGGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTACCGGAAGGTGCGGCTG 


>gi|265679062|ref|NR_029370.1| Saccharomonospora azurea strain NA128 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCCAGCTTGCTGGGTGG 
ATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGTACTCTGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGGATAGGACACACTGCCGCATGGTGGTGTGTGGAAAGCTCCGGCGGTACAGGTTGAGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCGCCAG 
GGACGAAGCGTAAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCACGTCTGCCGT 
GAAAACCTGCGGCTTAACCGTGGGCGTGCGGTGGATACGGGCATCACTTGAGTTCGGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC 
CGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGTTGGGCGCTAGGTGTGGGGCGCTGTTCACGTGTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGT 
GGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGATCGCCTCAGAGATGGGG 
TTTCCCTTGTGGTCGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTCCCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGGGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATG 
CTACAATGGCTGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTC 
GGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGG 
CCCAACCCGCTTGCGGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAG 
CCGTACCGGAAGGTGCGGCTG 


>gi|265679061|ref|NR_029369.1| Legionella erythra strain SE-32A-C8 16S ribosomal RNA, partial sequence 
AACGCTGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCATACTCTAGCTTGCTAGATGGGTGGCGAG 
TGGCGAACGGGTGAGTAACGCGTAGGAATATACCTTAAAGTGGGGGACAACTTGGGGAAACTCAAGCTAA 
TACCGCATAGATCTCTGAGGAGAGAAGCTGGGGACCTTCGGGCCTGGCGCTTTAAGATTAGCCTGCGTCC 
GATTGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGGCCAGCC 
ACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGA 
ACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAG 
GGTTGACAGGTTAAGAGCTGGTTGACTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTG 
ATAAGTTATCTGTGAAAGCCCTGGGCTTAACCTGGGAACTGCAGATAAGACTGTTAGACTCGAGTATGGG 
AGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGC 
GGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCTGTAAACGATGTCAACTAGCTGTTGGTCTTATGAATGAGATTAGTGGCGCAGCAAACGCGAT 
AAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAACCTTTC 
AGAGATGAGAGGGTGCCTTCGGGAGCACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCCAGCGCGTAGAGGCGGGAACTCT 
AGGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGGCCTTACGGGTAGG 
GCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAGGGGCGACCTGGAGCCAATCTTTAAAAGC 
CGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAG 
CATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCA 


GAAGTAGATAGTCTAACCTTAGGGGGGACGTTTACCACGGTGTGATTCATGACT 


>gi|265679060|ref|NR_029368.1| Bartonella doshiae strain R18 16S ribosomal RNA, partial sequence 
CAACTACGTGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGT 
GAGCGGCAAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGC 
TAATACCGTATACGTCCTTAGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTT 
GGTGAGGTAACGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCA 
GCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAA 
CCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGG 
ATTTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGG 
AACTGCCTTTGATACTGGATATCTTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATT 
CGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGC 
GGTTTACTGCTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAAC 
CTTACCAGCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGG 
CAGCGAGACCGGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTG 
CATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAAC 


>gi|265679059|ref|NR_029367.1| Bartonella taylorii strain M6 16S ribosomal RNA, partial sequence 
CAACTACGTGAGTTTGATCCTGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCA 
CTCCTTTGGAGTGAGCGGCAAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAG 
AGAAATTTGTGCTAATACCGTATACGTCCTTCGGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTT 
GGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGG 
CAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAG 
ATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGC 
TAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAG 
GGCTCAACCCTGGAACTGCCTTTGATACTGGATGTCTTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTG 
TAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACG 
CTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATG 
TTAGCCGTCGGGCGGTTTACTGCTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGT 
CGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGG 
CTGGATCGGAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCG 
AGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGT 
GGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCT 
GCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGG 
AGGCA 


>gi|265679058|ref|NR_029366.1| Bartonella grahamii strain V2 16S ribosomal RNA, partial sequence 
CAACTACGTGGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCG 
CACTCTTTTAGAGTGAGCGGCAAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACAC 
AGAGAAATTTGTGCTAATACCGTATACGTCCTTTTTGGAGAAAGATTTATCGGAGATGGATGAGCCCGCG 
TTGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGG 
GGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGA 
AGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGG 
GCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCC 
AGGGCTCAACCCTGGAACTGCCTTTGATACTGGATATCTTGAGTATGGAAGAGGTGAGTGGAATTCCGAG 
TGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGA 
CGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAA 
TGTTAGCCGTCGGGCGGTTTACTGCTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACG 
GTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTA 
GGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAG 
CCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAAT 
GGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCA 
CTCTGCAACTCGAGTGCATGAAGTTGGAACGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCA 
AGGAGGCAGGCAACCACGGTAGG 


>gi|265679057|ref|NR_029365.1| Pseudoalteromonas tunicata strain D2 16S ribosomal RNA, partial sequence 
GGTACGACAGAGAAACTTGTTTCTTGGTGGCGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTT 
TAGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATGATGTCTACGGACCAAAGTGGGGGACCT 


TCGGGCCTCACGCCTAAAGATTGCCCAAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCA 
ACGATCTCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCC 
TTCGGGTTGTAAAGTACTTTCAGTCAGGAGGAAGGTTACGTTTTTAATAGAAGCGTAGCTGTGACGTTAT 
CGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGG 
AATTACTGGGCGTAAAGCGCATGCAGGCGGTTGATTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGG 
AACTGCATTTCGAACTGGTCAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATG 
CGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTGGGG 
TCCTCGACAACTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGTCGCAAGTTAAAACTC 
AAATGAATTGACGGGGGCCCGCACAAGCGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAAGAAGG 
CCTACCTTGACATCCAGAGAAATCGCTAGAGATAGCTTTGTGCCTTCGGGAACTCTGAGACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAG 
TTGCCAGCGAGTAATGTCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACG 
TCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGCAGCAAGC 
TAGCGATAGTGAGCGAATCCTTAAAAGCTCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAA 
GTCGGAATCGCTAGTAATCCTAAATCAGAATGTTGTGCGAATACGTTCCCGGGCCTTGTACACACCGCCC 
G 


>gi|265679056|ref|NR_029364.1| Desulfovibrio longreachensis strain 16910a 16S ribosomal RNA, complete 
sequence 
GAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTNCGTGAAAGGGCTTCGGCCTGAGTAAAGCGGCGCA 
CGGGTGAGTAACGCGTGGATGATCTGCCCATGAGTTGGGAATAACGGCTGGAAACGGTCGCTAATACCGA 
ATACGCTCCGATTTCACAGTTCGGGGGAAAGGTGGCCTCTGCTTGCAAGCTACCGCTCATGGATGAGTCC 
GCGTCCCATTAGCTAGTGGGGCGGGTAATGGCCCACCAAGGCGACGATGGGTAGCCGACCTGAGAGGGTG 
ATCGGCCACACTGGAACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAAT 
GGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTCGTAAACCTCTGTCAGGAG 
GGAAGAACCGCCATGGTGCTAATCAGCCATGGTCTGACGGTACCTCCAAAGGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCTTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGG 
CTGTCTGGTAAGTCAGGGGTGAAATCCCGCGGCTCAACCGCGGAATTGCCCTTGATACTGCTGGACTTGA 
GTTCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG 
CGAAGGCGGCCACCTGGACCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGCCTTGAGCTTCGGTGCCGCACGTAACG 
CGTTAAGCATCCCGCCTGGGAGTACGGTACGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCCCGCACA 
AGCGGAGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCCAGGCTTGACATCCGGGAAACC 
CTCCCGAAAAGGAGGGGTGCTCTTCGGAGAATCCCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCATCAGGTGAAGCTGGG 
CACTCTAGGGAGACCGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GCCTAGGGCTACACACGTACTACAATGGCGCACACAAAGGGCAGCGATACCGTGAGGTGGAGCCAATCCC 
AAAAAATGCGTCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATTCG 
AGATCAGCATGCTCGGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGT 
TTTACCCGATACCGGTGATGCCAACCGCAAGGAGGCAGCCGTCTACGGTAGGGCCGATGATTGGGGTGAA 
GTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTAAGTCGTAACAAGGTAGCCGTA 
GGGGAACCTGCGGCTGGATCACCTCCTTA 


>gi|265679055|ref|NR_029363.1| Brachyspira aalborgi strain 513A 16S ribosomal RNA, partial sequence 
ACTAGACGACGTTGCGATGCGTCTTAAGCATGCAAGTCGAGCGGGCTTATTCGGGCAACTGGATAAGTTA 
GCGGCGAACTGGTGAGTAACACGTAGGTAATCTGCCGTAGAGTGGGGGATAACCCATGGAAACATGGACT 
AATACCGCATATACTCTTGACGCTAAAGCGTAGTAGAGGAAAGGAGCAATCCGCTTTACGATGAGCCTGC 
GGCCTATTAGCCTGTTGGTGAGATAAAAGCCCACCAAAGCTACGATAGGTAGCCGACCTGAGAGGGTGAC 
CGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTGAGAATCTTCCACAATGG 
ACGAAAGTCTGATGGAGCGACATCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTTGGAAATTATCG 
AAGAATGAGTGACAGTAGATAATGTAAGCCTCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGA 
GGCAAACGTTGCTCGGATTTACTGGGCGTAAAGGGTGAGTAGGCGGAACTATAAGTCTAAGGTGAAATAT 
CGAAGCTCAACTTCGGAAACGCCTCGGATACTGTGGTTCTTGGATATTGTAGGGGATGATGGAATTCTCG 
GTGTAGCGGTGGAATGTATAGATATCGAGAAGAACACCTATAGCGAAGGCAGTCATCTGGGCATTTATCG 
ACGCTGAATCACGAAAGCTGGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCCAGCCGTAAACGTTGC 
ACACTAGGTGCTCCTATTAAAATAGGCGTGCCGTAGCTAACGTCTTAAGTGTGCCGCCTGAGGAGTATGC 
CCGCAAGGGTGAAACTCAAAGAAATTGACGGGTCCCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAT 
GATACGCGAAAAACCTTACCTGGGTTTGAATTGTTAGATGAATGATATAGAGATATGTCAGACCGCAAGG 
ACATTTAACATAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGTTAATCCCCCAACGAG 
CGCAACCCTTACCCTTTGTTGCTACCGAGTAATGTCGGGCACTCTTAGGGGACCGCCTACGTTTAAGTAG 
GAGGAAGGTGGGGATGATGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCA 
ATTACAAAGAGAAGCGAGACCGCGAGGTGGAGCAAATCTCAAAAAAGTTGCCTCAGTTCGGATTGGAGTC 
TGAAACTCGACTCCATGAAGTTGGAATCACTAGTAATCGTAGATCAGAACGCTACGGTGAATACGTTCCC 
GGGATTGTACACACCGCCCGTCACGCCATCGGAGTTGGTTTTACCTGAAGTCGTTAGCCTAACCGCAAGG 
AGGGCGGCGCCGAAGGTGGTACTGATGATGAGGGTGAAGTCGTAACAAGG 


>gi|265679054|ref|NR_029362.1| Francisella tularensis subsp. tularensis strain B-38 16S ribosomal RNA, 
partial sequence 

TTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGTGGCATGCTTAACACATGCAAGTCGAACGGTAAC 
AGGTCTTAGGATGCTGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCCATTTGAGGGGGATA 
CCAGTTGGAAACGACTGTTAATACCGCATAATATCTGTGGATTAAAGGTGGCTTTCGGCGTGTCGCAGAT 


GGATGAGCCTGCGTTGGATTAGCTAGTTGGTGGGGTAAGGGCCCACCAAGGCTACGATCCATAGCTGATT 
TGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCATGTGTGTGAAGAAGGCCCTAGGGTTGTAAAGCA 
CTTTAGTTGGGGAGGAAAGCCTCAAGGTTAATAGCCTTGGGGGAGGACGTTACCCAAAGAATAAGCACCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
GGTCTGTAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTGATACTG 
GCAAACTAGAGTACGGTAGAGGAATGGGGAATTTCTGGTGTAGCGGTGAAATGCGTAGAGATCAGAAGGA 
ACACCAATGGCGAAGGCAACATTCTGGACCGATACTGACACTGAGGGACGAAAGCGTGGGGATCAAACAG 
GATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTACTAGCTGTTGGAGTCGGTGTAAAGGCTCTA 
GTGGCGCACGTAACGCGATAAGTACTCCGCCTGGGGACTACGGCCGCAAGGCTAAAACTCAAAGGAATTG 
ACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTT 
GACATCCTGCGAACTTTCTAGAGATAGATTGGTGCTTCGGAACGCAGTGACAGTGCTGCACGGCTGTCGT 
CAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGATAGTTACCATCATT 
AAGTTGGGTACTCTATTAAGACTGCCGCTGACAAGGCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
GCCCTTACGACCAGGGCTACACACGTGCTACAATGGGTATTACAGAGGGCTGCGAAGGTGCGAGCTGGAG 
CGAAACTCAAAAAGGTACTCTTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTA 
GTAATCGCAGGTCAGAATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGCTCCAGAAGTAGATAGCTTAACGAATGGGCGTTTACCACGGAGTGATTCATGACTGGGGT 
GAAGTCGTAACAATGGTAGCCGTAGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|265679053|ref|NR_029361.1| Leptospira interrogans strain icterohaemorrhagiae RGA 16S ribosomal RNA, 
partial sequence 
CATTGCCAAGTCCAAGCGGAGTAGCAATACTCAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTTCCT 
CTGAGTCTGGGATAACTTTCCGAAAGGGAAGCTAATACTGGATGGTCCCGAGAGATCATAAGATTTTTCG 
GGTAAAGATTTATTGCTCGGAGATGAGCCCGCGTCCGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAG 
GCGACGATCGGTAGCCGGCCTGAGAGGGTGTTCGGCCACAATGGAACTGAGACACGGTCCATACTCCTAC 
GGGAGGCAGCAGTTAAGAATCTTGCTCAATGGGGGGAACCCTGAAGCAGCGACGCCGCGTGAACGATGAA 
GGTCTTCGGATTGTAAAGTTCAGTAAGCAGGGAAAAATAAGCAGCAATGTGATGATGGTACCTGCCTAAA 
GCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTGTTCGGAATCATTGGGC 
GTAAAGGGTGCGTAGGCGGACATGTAAGTCAGGTGTGAAAACTGCGGGCTCAACTCGCAGCCTGCACTTG 
AAACTATGTGTCTGGAGTTTGGGAGAGGCAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCT 
GGAGGAACACCAGTGGCGAAGGCGACTTGCTGGCCTAAAACTGACGCTGAGGCACGAAAGCGTGGGTAGT 
GAACGGGATTAGATACCCCGGTAATCCACGCCCTAAACGTTGTCTACCAGTTGTTGGGGGTTTTAACCCT 
CAGTAACGAACCTAACGGATTAAGTAGACCGCCTGGGGACTATGCTCGCAAGAGTGAAACTCAAAGGAAT 
TGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAAAAACCTCACCTAGGC 
TTGACATGGAGTGGAATCATGTAGAGATACATGAGCCTTCGGGCCGCTTCACAGGTGCTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCACCTTATGTTGCCATCA 
TTCAGTTGGGCACTCGTAAGGAACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCCTCA 
TGGCCTTTATGTCTAGGGCAACACACGTGCTACAATGGCCGGTACAAAGGGTAGCCAACTCGCGAGGGGG 
AGCTAATCTCAAAAATCCGGTCCCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCACACCAC 
CTGAGTGGGGAGCACCCGAAGTGGTCTTTGCCAACCGCAAGGAAGCAGACTACTAAGGTGAAACTC 


>gi|265679052|ref|NR_029360.1| Lactobacillus perolens strain L532 16S ribosomal RNA, partial sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGGTTTGATCAGTTTGCGGTG 
GTGCTTGCATCACCAATTACCGATTAAACCGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCT 
TCAGCAGGGGATAACATTTGGAAACAGATGCTAATACCGTATAACCACGGAGACCGCATGGTCTCCGGGT 
AAAAGATGGCGAAAGCTATCACTGAGGGATGGACCCGCGGCGTATTAGCCAGTTGGTGGGGTAATGGCCT 
ACCAAAGCGATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAAC 
TCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGT 
GAAGAAGGCTTTCGGGTCGTAAAACTCTGTTATTGAAGAAGAACGTGTGTGAGAGTAACTGCTCATGCAG 
TGACGGTATTCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGC 
GTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCT 
TAACCGAAGAAGTGCATCGGAAAGTGGGAAACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGC 
GGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGA 
GGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAA 
GTGTTGGGGGGTTTCCGCCCCTCAGTGCTGCAGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGACCG 
CAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 
ACGCGAAGAACCTTACCAGGTCTTGACATCTTCTGCCAAGCTGAGAGATCAGCCGTTCCTTCGGGGACAG 
AATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTATGATTAGTTGCCAGCATTCAGTTGGGCACTCTAGTCAGACTGCCGGTGACAAACCGGAGGAA 
GGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGTGGTACA 
ACGAGCAGCGAGACCGCGAGGTCAAGCGAATCTCTAAAAACCATCCTCAGTTCGGATTGTAGGCTGCAAC 
TCGCCTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTAGGACAACCGCAAGGAGTCA 
GCCGTCTAAGGTGGGACAAATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGG 
ATCACCTCCTTTCT 


>gi|265679051|ref|NR_029359.1| Hymenobacter roseosalivarius strain AA718 16S ribosomal RNA, partial 
sequence 

TGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGGTGGTAGCAATATCACTAGT 
GGCGCACGGGTGCGTAACGCGTAACCAACCTACCCACCACTGGGGGATAGCCCGCCGAAAGGCGGATTAA 
TACCGCATACTATAAGGCGACGGCATCGTCGTTTTATAAAAGATTTATTGGTGGTGGATGGGGTTGCGTA 


GCATTAGCTAGATGGCGGGGTAACGGCCCACCATGGCGACGATGCTTAGGGGACCTGAGAGGGTGATCCC 
CCACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCG 
AGAGCCTGACCCAGCCATGCCGCGTGCCGGATGAAGGCCTTCTGGGTTGTAAACGGCTTTTCTCAGGGAA 
GAAAAAGAGGATGCGTCCTAAACTGACGGTACCTGAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGCTTGTTAA 
GTCCGGGGTGAAAGCCCACAGCTCAACTGTGGAACTGCCCTGGATACTGGCAGGCTTGAGAGTAGTCGAG 
GGTGGCGGAATGGACGGTGTAGCGGTGAAATGCATAGATACCGTCCAGAACCCCAATTGCGTAGGCAGCT 
GCCTAGGCTACATCTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGGATACTCGTTGCCAGCGATAGACTGTTGGTGACTTAGCGAAAGCGGTAAGTATCC 
CACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTGGTGGAGCA 
TGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTAGGCTAGAATGCGCGTGACCGGCTCAGAGATGA 
GCCTTTCCTTCGGGACACAAAGCAAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCCTACTTTTAGTTGCCAGCATGTAATGATGGGGACTCTAGAAGGACTG 
CCTGCGCAAGCAGTGAGGAAGGCGGGGACGACGTCAGGTCATCATGGCCCTTACGCCTAGGGCTACACAC 
GTGCTACAATGGCCGGTACAGAGGGTCGCTACTGCGCGAGCAGACGCCAATCTCACAAAACCGGTCTCAG 
TTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCACTAGTAATCGCGTATCAGCAATGACGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTCTGGTAGACCTGAAGCTGG 
TGCTCGTCACAGAAGCCAGTTAGGGTAGAACAGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCG 
GAAGGTGCGGCTGGATCACCTCCTTT 


>gi|265679050|ref|NR_029358.1| Burkholderia multivorans strain Struelens 16S ribosomal RNA, partial 


sequence 
GGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCT 
GGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACATGTCCTGTAGTGGGGGATAGCCCGGCGAAAG 
CCGGATTAATACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTATAGGGTTGGC 
CGATGGCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGA 
CGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACA 
ATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTC 
CGGAAAGAAATCCTTGGCTCTAATACAGTCGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCA 
GGCGGTCTGTTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGGCAGGCTA 
GAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGAT 
GGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTA 
ACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGC 
ACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGTCGGA 
ATCCTGAAGAGATTCGGGAGTGCTCGAAAGAGAACCGGCGCACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACT 
CTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGT 
AGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAA 
AACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGAT 
CAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTA 
CCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCCT 
AACAAGGTA 


>gi|265679049|ref|NR_029357.1| Propionispira arboris strain 12B4 16S ribosomal RNA, partial sequence 


ACGCCTAACACATGCAAGTCGAACGGGGCGAACGGGTGAGTAACGCGTAGACAACCTACCTTTTAGATGG 
GGACAACATCGCGAAAGCGGTGCTAATACCGAATGTTGTGTCTTTCCCACATGGGAAAGCTACTAAAGAT 
GGCCTCTATTTATAAGCTGTCACTAAAAGATGGGTCTGCGTCTGATTAGCTAGTTGGCGGGGGTAATGCC 
CACCAAGGCGACGATCAGTAGCCGGTCAGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAAA 
CTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAG 
TGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTTGAGACGAACGTGCAGTATACGAATAATGTGCTGT 
AATGACGGTATCAAACTAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAA 
GCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGCAGGTGGGAATGTAAGTCAGTCTTAAAAGTGCGGGG 
CTCAACCCCGTGATGGGACAGAAACTACATTTCTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAG 
CGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACACTG 
AGGCTCGAAAGCTAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGAATACTA 
GGTGTAGGGGGTATCGACCCCTCCTGTGCCGGAGCTAACGCAATAAGTATTCCGCCTGGGGAGTACGGTC 
GCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGC 
AACGCGAAGAACCTTACCAGGGCTTGACATCGAGTGAAAGGCTAAGAGATTAGTCCTCTCCTTCGGGAAG 
ACACGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCCTATCCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGAGACTGCCGCGGATAACGCG 
GAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGA 
TAAACAGAGGGAAGCGAGACCGCGAGGTGGAGCAAACCCATAAATTATCTCTCAGTTCGGATTGCAGGCT 
GCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCG 
GGTCTTGTACACACCGCCCGTCACACCACGAAAGTCATTCACACCCGAAGCCGGTGGGGTAACCGCAAGG 
AGCCAGCCGTCTAAGGTGGGGGCGAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|265679048|ref|NR_029356.1| Clostridium orbiscindens strain 265 16S 
GGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGGTGCTCATGACGGAGGATTC 
GTCCAACGGATTGAGTTACCTAGTGGCGGACGGGTGAGTAACGCGTGAGGAACCTGCCTTGGAGAGGGGA 
ATAACACTCCGAAAGGAGTGCTAATACCGCATGATGCAGTTGGGTCGCATGGCTCTGACTGCCAAAGATT 
TATCGCTCTGAGATGGCCTCGCGTCTGATTAGCTAGTAGGCGGGGTAACGGCCCACCTAGGCGACGATCA 


ribosomal RNA, partial sequence 


GTAGCCGGACTGAGAGGTTGACCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCTTTCGGG 
TTGTAAACTTCTTTTGTCGGGGACGAAACAAATGACGGTACCCGACGAATAAGCCACGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCG 
GGATTGCAAGTCAGATGTGAAAACTGGGGGCTCAACCTCCAGCCTGCATTTGAAACTGTAGTTCTTGAGT 
GCTGGAGAGGCAATCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCG 
AAGGCGGATTGCTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTGGGGGGTCTGACCCCCTCCGTGCCGCAGTTAACA 
CAATAAGTATCCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCACTAACG 
AAGCAGAGATGCATTAGGTGCCCTTCGGGGAAAGTGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACGCAAGAGCACTCT 
AGCGAGACTGCCGTTGACAAAACGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTG 
GGCCACACACGTACTACAATGGTGGTTAACAGAGGGAGGCAATACCGCGAGGTGGAGCAAATCCCTAAAA 
GCCATCCCAGTTCGGATTGCAGGCTGAAACCCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCGGATCA 
GCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCGGGAACACC 
CGAAGTCCGTAGCCTAACCGCAAGGAGGGCGCGGCCGAAGGTGGGTTCGATAATTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTATCGGAAGGTGCGGCTGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAG 
GTGCGGCTGG 


>gi|265679047|ref|NR_029355.1| Clostridium methylpentosum strain R2 16S ribosomal RNA, partial sequence 
AGGACGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGGAGTTGTTTTGGAGAAGCCCTTCGGGG 
TGGAACTGATTCAACTTAGTGGCGGACGGGTGAGTAACACGTGAGCAACCTGCCTTACAGAGGGGAATAA 
CGTTTGGAAACGAACGCTAATACCGCATAACATAACGGAATCGCATGGTTTTGTTATCAAAGATTATATC 
GCTGTAAGATGGGCTCGCGTCTGATTAGATAGTTGGTGAGGTAATGGCTCACCAAGTCGACGATCAGTAG 
CCGGACTGAGAGGTTGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGCCTTCGGGTTGT 
AAACTTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGC 
AAGTTGAATGTGAAATCTATGGGCTTAACCCATAAACTGCGTTCAAAACTGCAGTTCTTGAGTGAAGTAG 
AGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGG 
CCTGCTGGGCTTTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGATTACTAGGTGTAGGGGGGTCAACCTTCTGTGCCGGAGTTAACACAATAAGTA 
ATCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGA 
GTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCAACTAACGAAGTAGAGA 
TACATTAGGTGCCCTTCGGGGAAAGTTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACATTTAGTTGCTACGCAGAGCACTCTAGATGGACTG 
CCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACAC 
GTACTACAATGGCTATTAACAGAGGAAGCAAAACAGTGATGTGGAGCAAACCCCTAAAAATAGTCTCAGT 
TCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAACACCCGAAGTCAGTA 
GTCTAACCGCAAGGAGGACGCTGCCGAAGGTGGGG 


>gi|265679046|ref|NR_029354.1| Clostridium roseum strain 653 16S ribosomal RNA, partial sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGTTCCTTCGGGAGTGG 
ATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATAGCCTTTCGAAAGGAA 
GATTAATACCGCATAAGATTGTAGTGCCGCATGGCATAGCAATTAAAGGAGTAATCCGCTATGAGATGGA 
CCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGG 
GTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTCTT 
CAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAAGTGGGATGTGA 
AATACTCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGTAGAAT 
TCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGACTTTCTGGACTGT 
AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGG 
GAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCTTAATCGGGGAAGCCC 
TTCGGGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAA 
CCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAAT 
GGCTGGTACAGAGAGATGCTAAACCGTGAGGTGGAGCCAAACTTTAAAACCAGTCTCAGTTCGGATTGTA 
GGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACG 


>gi|265679045|ref|NR_029353.1| Coenonia anatina strain 1502-91 16S ribosomal RNA, partial sequence 
TGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAGAATCAGCTTGCTGATTT 
GAGACCGGCGCACGGGTGCGTAACGCGTATGCAACCTACCTTTTACAGGGGAATAGCCCGAAGAAATTTG 
GATTAATGCCCCATAGATTATTGACAAGGCATCTTGTTAATATTAAAGTTTTGGCGGTAAGAGATGGGCA 
TGCGTTCTATTAGCTAGTTGGTATGGTAACGGCATACCAAGGCGACGATAGATAGGGGTCCTGAGAGGGA 
GATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAA 
TGGGCGAAAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCTTATGGGTTGTAAACTGCTTTTATA 
CAGGAAGAATAAGGAGTACGTGTATTTCGATGACGGTACTGTATGAATAAGCATCGGCTAACTCCGTGCC 


AGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGG 
CATGTAAGTCAGAGGTGAAATAACTGGGCTCAACCGAGTGGTTGCCTTTGAAACTGCATGTCTTGAATGT 
TTGTGAAGTGGCCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCAATTGCGAA 
GGCAAGTCACTAACAAATGATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGGATACTAGCTGTTCGATTTTCGGATTGAGTGGCTAAGCGAAAGTGATA 
AGTATCCCACCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGTTTAAATGTAGATTGACAGGGCA 
AGAGATTGCTTTTTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGT 
CAGGTTAAGTCCTATAACGAGCGCAACCCCTACTGATAGTTACCAGCAAGTGAAGTTGGGTACTCTATTG 
GGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACATCTTGGGCT 
ACACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACCGGGTGACCGGGAGCGAATCTATAAACCCTAT 
CTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCAT 
GATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGGGTACCTGAA 
GTCGGTCGCCGCAAGGAGCTGCCTAGGGTAAAACTGGTGACTGGGGCTAAGTCGTAACAAGGTAGCTGTA 
CCGGAAGGTGCGGCTGGATCACCTCCTTTCTAGAAGACA 


>gi|265679044|ref|NR_029352.1| Lactobacillus amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCAGAACTAACAGATCTACT 
TCGGTAGTGACGTTTCGGAAGCGAGCGGCGGATGGGTGAGTAACACGTGGGTAACCTGCCCTTAAGTCTG 
GGATACCACTTGGAAACAGGTGCTAATACCGGATAACAACAAGTGCTGCATGGCACTTGCTTGAAAGGCG 
GCGCAAGCTGTCACTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGC 
AACGATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGG 
TTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTA 
ATCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCG 
GATTTATTGGGCGTAAAGCGAGCGCAGGCGGAGAAATAAGTCTGATGTGAAAGCCCTCGGCTTAACCGGG 
GAATTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAAT 
GCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAA 
AGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGG 
AGGTTTCCGCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTG 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAGGTCTTGACATCTAGCGCAATCCGTAGAGATACGGAGTCCCTTCGGGGACGCTAAGACAG 
GTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TCATTAGTTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
CGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAG 
CAAGCCTGCGAAGGCAAGCGAATCTCTGAAAGCTGTTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGC 
ACGAAGCTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCATGGGAGTCTGCAATGCCCGAAGCCGGTGGCCTAACCTTCGGGAAGGAGCCGTCTA 
AGGCAGGGCAGATGACTGGGGTGAAGTAGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTC 
CTTT 


>gi|265679043|ref|NR_029351.1| Facklamia sourekii strain SS 1019 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAACCGACGGAGAAACTTGTTTCTCTTGAC 
GTGAGTGGCGGACGGGTGAGTAACACGTGGGAAACCTACCCTCTAGCGGGGGATAACTATCGGAAACGGT 
AGCTAATACCGCATAAACCTTAAGCTCGCATGAGTTTGAGTTGAAAGACGGCTTTTGCTGTCACTAGAGG 
ATGGTCCCGCGGTGCATTAGTTAGTTGGTGGGGTAACGGCCTACCAAGACGATGATGCATAGCCGACCTG 
AGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 
TCCGCAATGGGCGCAAGCCTGACGGAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATCGTAAAGCACT 
GTTATTAGAGAAGAACAGTCAGTAGAGTAACTGTTACTGATTTGACGGTATCTAATCAGAAAGTCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTATTGGGCGTAAAGGG 
AGCGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCTACGGCTCAACCGTAGAAGGTCATTGGAAACTGGC 
AAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAAC 
ACCAGTGGCGAAGGCGACTTTCTGGTCTGACACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGTTAAGTGTTGGGGGGCTTCCACCCCTCAGTGC 
TGGCGTTAACGCAATAAACACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACA 
TCCCTTGCATAGCCTAGAGATAGGTGAAATCCTACGGGACAAGGAGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTACTAGTTGCCAGCATTGA 
GTTGGGGACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAGCGAGCAGCGAAGTCGTGAGGCCAAGCG 
AATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCCGGAATCGCTAGT 
AATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCGAAGCCGGTGGCCTAACCATTGGAGGGAGCCGTCGAAGGTGGGACAGATGATTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|265679042|ref|NR_029350.1| Microbacterium flavescens strain 401 16S ribosomal RNA, partial sequence 
GTTGAACCCTGGCGGCGTGCTTAACACATCCAAGTCGAACGGTGAAGCCCAGCTTNCTGGGTGGATCAGT 
GCCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCGGACTCTGGGATAAGCGCTGGAAACGGCGTCTAA 
TACTGGATATGAGCTGCAACCGCATGGTTAGCAGTTGGAAAGATTTTTCGGTCTGGGATGGGCTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGCCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
GAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAAGGAAG 
AAGCGAAAGTGACGGTACTTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 


GGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAA 
CCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAAC 
TGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTT 
GGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACGAGAACGCCGTAGAAATACGGAACTCT 
TTGGACACTCGTGAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACA 
ATGGCCGGTACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATT 
GAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCCAA 
CCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCG 
G 


>gi|265679041|ref|NR_029349.1| Atopobium vaginae strain 961*00022/98 16S ribosomal RNA, partial sequence 
TCAGGATGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGGTTAAAGCATCTTCGGATGTGTATA 
AAGTGGCGAACGGCTGAGTAACACGTGGGCAACCTGCCCTTTGCACTGGGATAGCCTCGGGAAACCGAGG 
TTAATACCGGATACTCCATATTTNTCGCATGGCGAATATGGGAAAGCTCCGGCGGCAAAGGATGGGCCCG 
CGGCCTGTTAGCTAGTTGGTGGGGTAGTGGCCTACCAAGGCAATGATGGGTAGCCGGGTTGAGAGACCGA 
CCGGCCAGATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATG 
GGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGAAGGCCTTCGGGTTGTAAACCGCTTTCAGCAGG 
GACNAGGCCGCAAGGTGACGGTACCTGCANAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGGGCAAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGTCTGTTAGGTCAGGAG 
TTAAATCTGGGGGCTCAACCCCTATCCGCTCCTGATACCGGCAGGCTTGAGTCTGGTAGGGGAAGATGGA 
ATTCCAAGTGTAGCGGTGAAATGCGCAGATATTTGGAAGAACACCGGTGGCGAAGGCGGTCTTCTGGGCC 
ATGACTGACGCTGAGGCGCGAAAGC TAGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCTANCTGTAA 
ACGATGGACACTAGGTGTGGGGAGATTATACTTTCCGTGCCGCAGCTAACGCATTAAGTGTCCCGCCTGG 
GGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCT 
TAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATTTAGGTGAAGCAGTGGAAACACTGTGGCC 
GAAAGGAGCCTAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTGTCGCATGTTGCCAGCGGTTCGGCCGGGCACCCATGCGAGACCGCCGGCGTTAA 
GCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTGCACACGTGCTACAAT 
GGCCGGCACAGAGGGCTGCTACTGCGCGAGCAGAAGCGAATCCCTAAAGCCGGTCCCAGTTCGGATTGGA 
GGCTGCAACTCGCCTCCATGAAGTCGGAGTTGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATGCGTT 
CCCGGGCCTTGTACACACCGA 


>gi|265679040|ref|NR_029348.1| Treponema brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 
AGCATGCAAGTCGAACGGCAAGAGATAGCAATATCTCCTAGAGTGGCGGACTGGTGAGTAACACGTGGGT 
GACATACCCTTCAGATGGGGATAGCTATTAGAAATAGTAGATAATACCGGAATACGAGCACAGAGGTTAG 
AGAGCTGTGAGGAAAGAGCTAANNCCGCTGAAGGAATGGCCTGCGGCCCATTAGCTAGTTGGTGAGGTAA 
AAGCCCACCAAGGCGATGATGGGTATCCGGCCTTAGAGGGTGAACGGACACATTGGGACTGAGATACGGC 
CCAGACTCCTACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGC 
GTGGATGAAGAAGGCCGGAAGGTTGTAAAATTCCTTTTGAAACTGAAGAATAAGCGTTGTAGGGAATGAC 
AGCGTGGTGACAGTAGGTTTTGAATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGT 
TGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCAGTTTTGCAAGCTTGGTGTGAAATNC 
CCGGGCTCAACCCCGGAACCGCATTGAGAACTATAAGACTAGAGTTACTGAAGTGAAACTGGAATTCCAG 
GTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAATGGCGAAGGCAAGTTTCAGGCAGATAACTG 
ACGCTGAGGTGCGAAGGTGCGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCGCACAGTAAACGATGT 
ACACTAGGTGTCTGGTCAAGAGACTGGGTGCCAAAGCAAACGTGATAAGTGTACCGCCTGGGAAGTATGC 
CCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATG 
GTACGCGAGGAACCTTACCTGGGTTTGACATATACTGGAATGTGTTGGAGACAACAGAGCGTAGCAATAC 
GCCGGTATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCCTACTGCCAGTTACCAGCAAGTAATGTTGGGGACTCTGGCGGAACTGCCGGTGACAAACCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTT 
GAAACAGAGCGAAGCGAATCCGCAAGGTAGAGCAAAACGCAAAAAAGCAATCGTAGTTCGGATTGGAGTC 
TGAAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGCATCAGCACGGCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATCCGAGTAGAGGGTACCCGAAGCCGGTAGTCTAACCCGAAA 
GGAGGACGCTGTCGAAGGTACGTTTTGTAAGGAGGGTGAAGTCGTAACAAGGTAGCGTACCGAAGTGTGT 
TGATCATCTCNNNNGTACTTTGAAGGT 


>gi|265679039|ref|NR_029347.1| Sulfitobacter guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial 
sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGCACCCTTCGGGGCGAGCGGCGGACGGGTTAGTAACGCGT 
GGGAACATACCCTTTACTACGGAATAGCCTCGGGAAACTGAGAGTAATACCGTATGTGCCCTTCGGGGGA 
AAGATTTATCGGTAAAGGATTGGCCCGCGTAAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTA 
CGATCTTTAGCTGGTTTTAGAGGATGATCAGCAACACTGGGANTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGTGTGATGAAGGCC 
TTAGGGTCGTAAAGCACTTTCGCTAGGGATGATAATGACAGTACCTAGTAAAGAAACCCCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAG 
GCGGATCAGAAAGTAAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCTTAAACTCCTGGTCTTG 
AGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTG 


GCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGTATACTGTTCGGTGACACACCTAA 
CGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTGTGCT 
AACCCGAGAGATCGGGCGTTCACTTCGGTGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCTTTAGTTGCCATCATTTAGTTGGGCA 
CTCTAAAGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGG 
GTTGGGCTACACACGTGCTACAATGGCATTTACAATGGGTTAATCCCCAAAAGATGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGGCCGTGCGCCAAC 
CCGTAAGGGAAGCAGCGGACCAC 


>gi|265679038|ref|NR_029346.1| Sulfitobacter brevis strain Ekho Lake-162 16S ribosomal RNA, partial 
sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGCACCCTTCGGGGCGAGCGGCGGACGGGTTAGTAACGCGT 
GGGAACATACCCCTTTCTACGGAATAGCCTCGGGAAACTGAGAGTAATACCGTATAAGCCCTTCGGGGGA 
AAGATTTATCGGGAAGGGATTGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTA 
CGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGTGTGATGAAGGTC 
TTAGGATCGTAAAGCACTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAG 
GCGGATCAGAAAGTATAGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTGTAAACTCCTGGTCTTG 
AGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTG 
GCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGTATACTGTTCGGTGACACACCTAA 
CGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTGTGCA 
AACCCGAGAGATCGGGTGTTCACTTCGGTGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGGTTAAGCTGGG 
CACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTAC 
GGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAGCTGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGTAACAGCATGACACGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCGCTA 
ACCCTTCGGGGA 


>gi|265679037|ref|NR_029345.1| Staphylococcus condimenti strain F-2 16S ribosomal RNA, complete sequence 
AGAGTTTGATNNTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATGA 
GGAGCTTGCTCCTCTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGA 
ATAACTCCGGGAAACCGGGGCTAATGCCGGATAATATGCGGAACCGCATGGTTCTGCAATGAAAGACGGT 
TTTGCTGTCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAAC 
GATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCT 
TCGGATCGTAAAACTCTGTTATTAGGGAAGAACAAGTGCGTAGGTAACTATGCGCACCTTGACGGTACCT 
AATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAA 
TTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
CAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGCAACTGACGCTGATGTGCGAAAGC 
GTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAATCTTGACATCCTTTGACCGCTCTAGAGATAGAGTCTTCCCCTTCGGGGGACAAAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
AGCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAGTACAAAGGGCAG 
CGAAACCGCGAGGTCAAGCAAATCCCATAAAGCTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTCGTAACACCCGAAGCCGGTGGAGTAACCTTTTAGGAGCTAGCCGTCG 
AAGGTGGGACGAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCT 
ccTTttT 


>gi|265679036|ref|NR_029344.1| Vibrio pectenicida strain Ifremer A365 16S ribosomal RNA, partial sequence 
AGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGAAG 
TAGCTTGCTACTTCGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCTTGATGTGGGGGA 
TAACCATTGGAAACGATGGCTAATACCGCATAATGCTTTTGTTTGTAATGAACGGNAGCCAAAGAGGGGG 
ACCTTCGGGCCTCTCGCGTCAAGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAA 
GGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCACGTGTATGAAGA 
AGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGTGGATGTGTTAATAGCGCATTCATTTGACG 
TTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAA 
TCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGATGATTAAGTCAGATGTGAAAGCCCGGGGCTCAACC 
TCGGAATAGCATTTGAAACTGGTCATCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGA 
AATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGT 


TGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGA 
AGAACCTTACCTACTCTTGACATCCAGAGAAGCCAGCGGAGACGCAGGTGTGCCTTCGGGAGCTCTGAGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGT 
GGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAG 
GGCGGCCAACTTGCAAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCG 
ACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTAGGTAGTTTAACTTCGGGAGAACGCTT 


>gi|265679035|ref|NR_029343.1| Nocardiopsis synnemataformans strain IMMIB D-1215 16S ribosomal RNA, 
partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGG 
TGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATAC 
GACCTGCCACCTCATGGTGGAGGGTGGAAAGTTTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGT 
TGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGC 
AGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCGAAGT 
TTTCTTCGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAA 
AGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTA 
CCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACG 
TTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTT 
AATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACTCGCAGAGATGTGAGGTCA 
TTTAGTTGGCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTAC 
AATGGCCGGTACAATGGGCGTGCGATACCGCAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGCGGCCT 
AACCCCTTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGACGTCGTAACAA 


>gi|265679034|ref|NR_029342.1| Carnimonas nigrificans strain CTCBS1 16S ribosomal RNA, complete sequence 
GCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATGGAAGCTTGCTTCCA 
GGCGTCGAGCGGCGGACGGGTGAGTAATGCATNGGAATCTGCCCGGTAGTGGGGGATAACGTGTGGAAAC 
GCACGCTAATACCGCATACGTCCTACGGGAGAAAGGAGGGGATCTTCGGACCTTTCGCTATCGGATGAGC 
CCATGTCGGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACGATCCGTAGCTGGTCTGAGAGGA 
TGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACA 
ATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGC 
GAGGAGGAAGTCATGTTGGTTAATACCCGGCATGAAGGACGTTACTCGCAGAAGAAGCACCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAACGCTTAATCGGAATTACTGGGCGTAAAGGGCGCGTA 
GGCGGTCTGTTAAGCCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGGAACTGGCGGACTT 
GAGTGCAGGAGAGGAAGGTAGAACTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAAGAATACCAGT 
GGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGATCCCTAGAGGATTTANTGGCGCAGTT 
AACGCAGTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAATGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCAGAG 
AACTTGGTAGAGATACCTTGGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCGATTCGGTCGG 
GAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTA 
CGGGTAGGGCTACACACGTGCTACAATGGCAGGTACAGAGGGCAGCGAAGCGGCGACGTGGAGCTAATCC 
CAGAAAGCCTGCCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCGCTCACACCATGGGAGTAGA 
TTGCACCAGAAGTGGCTAGTGTAACCGTAAGGGACACGGTCACCACGGTGTGGTTTATGACTGGGGTGAA 
GTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTT 


>gi|265679033|ref|NR_029341.1| Mycobacterium goodii strain M069 16S ribosomal RNA, partial sequence 
TCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGAATATACCCTGCTGGTCGCATGGCCTGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGGC 
CCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGG 
TGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGC 
ACAGACGAAGCGCAAGTGACGGTATGTGCAGAAGAANGACCGGCCAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTC 
GTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGG 
CAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
TGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTC 
GGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 


GTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTGATGGTGGGGACTCGTGAGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACAT 
GCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGT 
TCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGT 
GGCCTAACCCCTTGTGGGAGGGAGCCGTCNAAGGTGGGATCGGCGATTGGGACGAANTCGTAACAAGGTA 
NCCG 


>gi|265679032|ref|NR_029340.1| Alcanivorax borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


ATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATCCTAGCTTGCTA 
GGAGGCGTCGAGCGGCGGACGGGTGAGTAACACGTGAGAATCTGCCCATTAGAGGGGGATAACCTGGGGA 
AACCCAGGCTAATACCGCATAATCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGTGCTGATGGATG 
AGCTCGCGTCGGATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAGCTGGTCTTAGA 
GGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGG 
ACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTC 
AGTAGGGAGGAAGGCTTATCCTTAATACGGATGAGTACTTGACGTTACCTACAGAAGAAGCACCGGCTAA 
TTTCGTGCCAGCAGCCGCGGTAATACGAAAGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGC 
GTAGGCGGTTTGCTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGAAACTGGCAGG 
CTAGAATGCAGTAGAGGGAGGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACC 
AGTGGCGAAGGCGGCCTCCTGGACTGACATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGAATCTTAGTATTCTTGGTGACGA 
AGTTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGCCTTGACATCC 
TTGGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAGCCAAGTGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCACGTAAT 
GGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGC 
CCTTACGGCCTGGGCTACACACGTGCTACAATGGGCAGTACAGAGGGCAGCAAAGTCGCGAGGCCAAGCA 
AATCCCTTAAAACTGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGT 
AATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGATTGCACCAGAAGTGGATAGTCTAACCTTCGGGAGGACGTTCACCACGGTGTGGTTCATGACTGGG 
GTGAAGTCGTAACAAGGTACCCGA 


>gi|265679031|ref|NR_029339.1| Actinobaculum schaalii strain B 5329 16S ribosomal RNA, partial sequence 


GGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTCGAACTTGTTGTGGGTGGATTAGTGGCGAA 
CGGGTGAGTAATACGTGGGTAACCTGCCCTCCTTTTTGGGATAAGCCTTGGAAACGGGGTCTAATACCGA 
ATATTCTGGCGCTCTCGCATGGGGGTGTTGGGAAAGTTTTAGCGAAGGGGGATGGGCTCGCGGCCTATCA 
GCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACAT 
TGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGGGGGATGAAGGCTTTCGGGTTGTAAACCTCTTTCGCTATCGAACAAGGCT 
CACTATAGGGTGGGTTGAGGGTAGGTGGAGAANAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTANGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGCTTGTTGCGCCTGCTG 
TGAAAACGCGGGGCTTAACTTCGCGCGTGCAGTGGGTACGGGCAGGCTTGAGTGTGGTAGGGGTGACTGG 
AATTCCAGGTGTAGCGGTGGAATGCGCAGATATCTGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGC 
CATTACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTA 
AACGTTGGGAACTAGGTGTGGGGGGCCTTTCCAGGTTTTCTGCGCCGTAGCTAACGCATTAAGTTCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAATTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
CGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACATTGCGNGGCNGNAGAGATGTG 
GTTGCATTTGGTTGGTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCTCGTGTTGCCAGCATGTAATGGTGGGGACTCACGAGAGACTGC 
CGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCA 
TGCTACAATGGCCGGTACAGAGGGTTGCGATATCGCAAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGT 
TCGGATCGGGGTCTGCAACTCGACCTCGTGAAGTCGGAGTCGCTAGTAATCGCGGATCAGCATTGCCGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGTAGCTCGT 
GGCCTAACCACTTTTTTGTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAG 
GTAGCCGTACCGGAA 


>gi|265679030|ref|NR_029338.1| Desulfovibrio alaskensis strain All 16S 
TGACTCAGATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGCGAAAGTTCCTTCGGGAATGA 
GTAAAGTGGCGCACGGGTGAGTAACGCGTGGATTATCTACCTGCATCACCGGAATAACGGTTGGAAACGA 
CTGCTAATGCCGGATAGTCTTGAAAGGGTAAAGGGGGCCTCTGCTTGCAAGCTTCCGGGTGCTGATGAGT 
CCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCAGTAGCAGGTTTGAGAGGA 
TGACCTGCCACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCA 
ATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGAGGATGAAGGCCTTCGGGTCGTAAACTCCTGTCAAG 
AGGGAAGAACCGTATGCGGAATAATACGCCCGCATGCCTGACGGTACCTCTAGAGGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCGCG 
TAGGCGGCTTGGTAAGTCAGGTGTGAAAGCCCCCGGCCCAACCGGGGAATTGCACTTGATACTGCCAGGC 
TAGAGTTCAGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCC 
GTGGCGAAGGCGGCCACCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTCGGGGACTTGATCCTCGGTGCCGTAGCT 
AACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCGAAGAAATTGACGGGGGCCCG 
CACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATCCGGAG 
AATCCCTCCGAAAAGAGGGAGTGCCCTTCGGGGAGCTCCGAGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCAGTTGCCATCAGGTAATGC 


ribosomal RNA, 


complete sequence 


TGGGCACTCTGGAGAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCC 
TTACGCCTAGGGCTACACACGTACTACAATGGCGCATACAAAGGGTTGCGATACCGCGAGGTGGAGCTAA 
TCCCAAAAAGTGCGTCTCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAA 
TCCCGTATCATCATGACGGGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGT 
TGGTTCTGCCCGACGCCGATGAGCTAACCCGCAAGGGAGGCAGTCGTCTACGGTAGGGCCGATGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGGATCACCTCCTTAAGCTTG 


>gi|265679029|ref|NR_029337.1| Enterococcus asini strain AS2 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTTTGTTT 
TCACCGGAGCTTGCTCCACCGAAAACAAAAGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCT 
CAAGCGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACAATCAAAGTCGCATGATTTTGATTT 
GAAAGGCGCTTTTGCGTCACTTGAGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCAC 
CAAGGCCACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGA 
AGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGGTGAGAGTAGAATGTTCACCCCTT 
GACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCG 
TTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCTCGGCTC 
AACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCG 
GTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAG 
GCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAGCGATGAGTGCTAAG 
TGTTGGAGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCA 
AGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGAAGAACCCTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCATCGGGGACAAA 
GTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAG 
GTGGGGATGACGTCAAATCACCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAA 
CGAGTTGCGAAGTCGCGAGGCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGCAGGCTGCAACT 
CGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAG 
CCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGA 
TCACCTCCTTA 


>gi|265679028|ref|NR_029336.1| Desulfotomaculum thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial 
sequence 
CCTAACACATGCAAGTCGAGCGATTGAGAGGTGAGAGGTGAGAGGTTAGAAGTGAGATTAAGAAGGCTTT 
GGCAAAGCCAAAGCCAACAATAAATCTCACATCTCGCTTCTCACATCTCACCTCTCAATAGCGGCGGACG 
GGTGAGTAACGCGTGGATAACCTGCCCATTAGACCGGGATAACGCCGGGAAACTGGTGCTAATACCGGAT 
ACGCTCCACTGGCCGCATGGTCGGGGGAGGAAAGGGGGAACCCGCTAATGGATGGGTCCGCGTCCCATTA 
GCTAGATGGTGGGGTAACGGCCCACCATGGCGACGATGGGTAGCCGGACTGAGAGGGTGACCGGCCACAC 
TGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCC 
TGACGGAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTTGGGGACGAAGGAA 
GTGACGGTACCCAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAG 
CGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGCTCAAGAAGTCAGGGGTGAAATACCGCAGC 
TCAACTGCGGGGGTGCCTTTGAAACCATTGGGCTTGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAG 
CGGTGAAATACGTAGATATCGGGAGGAACACCAGTGGCGAAGACGGCTCTCTGTCCTGTCCCTGACGCTG 
AGGCGCGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGGGTGCTA 
GGTGTTGGGGGATGTAACCCCCTCAGTGCCGTAGCAAACGCAATAAGCACCCCGCCTGGGGAGTACGGCC 
GCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGC 
AACGCGAAGAACCTTACCAGGGCTTGACATCCCCTGACAGCCTGTGAAAGCGGGTTTTCTATCTTCGGAT 
AGACAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAAGGGGTACGGTTAGTTGCCAGCGGGTCAGGCCGGGCACTCTAACCGAACTGCCGTTGACAAAA 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGCTACACACGTGCTACAATGG 
CCGGTACAAAGGGCAGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGCAG 
GCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCCGACAACACCCGAAGCCGGTGAGCTAACCGCA 
AGGAGGCAGCCGTCGAAGGTGGGGTTGGTG 


>gi|265679027|ref|NR_029335.1| Holdemania filiformis strain J1-31B-1 16S ribosomal RNA, partial sequence 
GGAGTGGCGAACGGGTGAGTAATACATAAGCAATCTGCCCATCGGCCTGGGATAACAGTTGGAAACGACT 
GCTAATACCGGATAGGTGATGAAGAGGCATCTCTCGATCATTAAAGTTGGGATACAACACGGATGGATGA 
GCTTATGGCGTATTAGCTAGTAGGTGAGGTAACGGCTCACCTAGGCGATGATACGTAGCCGACCTGAGAG 
GGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGG 
CAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTTG 
TGAAGGAAGAACGGCTCATACAGGGAATGGTATGGGAGTGACGGTACTTTACCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCG 
CAGGCGGTTTGTTAAGTTTAAGGTGAAAGCGTGGGGCTTAACCCCATATAGCCTTAGAAACTGACAGACT 
AGAGTACAGGAGAGGGCAATGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCAG 
TGGCGAAGGCGGTTGCCTGGCCTGTAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAATAGGATTAGA 
TACCCTAGTAGTCCACGCCGTAAACGATGAGAACTAAGTGTTGGGGAAACTCAGTGCTGCAGTTAACGCA 
ATAAGTTCTCCGCCTGGGGAGTATGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGCAAAGA 
CATAGAGATATGTTGGAGGTTATCAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTNCTAACATTAAGTTGAGGACTCTAGAG 


AGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCT 
ACACACGTACTACAATGGCGGATACAACGAGAAGCAAGACAGTGATGTGGAGCAAAACTCAGAAAGTCCG 
TCTCAGTTCGGATTGAAGTCTGCAACCCGACTTCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCAT 
GCCGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCAAACCATGAGAGTTGGCAATACCCGAA 
GCCGGTGGCCTAACCTCGCAAGAGGAGGGAGCCGTCGAAGGTAGGGCTGATGATTGGGGTT 


>gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa strain N. Pfennig 
sequence 
ATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAAGGCCTTGGCCTGAGTAGAGTGGC 
GGACGGGTGAGTAATGCGTGGGAATCTGCCTGGCAGAGGGGGATAACCCGGGGAAACTCGGGCTAATACC 
GCATACGCCCTATGGGGGAAAGGGGGCTTCGGCTCTCGTTGCCAGATGAGCCCACGTCCGATTAGCTTGT 
TGGCGGGGTAACGGCCCACCAAGGCCGCGATCGGTCGCTGGTCTGAGAGGATGACCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCC 
AGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGAAAGAAAAGCGGCTGG 
CGAATACCCAGTCGTCTTGACGTTACTCACAAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCACGGTCAGTCCGC 
TGTGAAAGCCCCGGGCTCAACCTGGGAACTGCAGTGGATACTGCCGCGCTAGAGTGTGAAAGAGGGGGGT 
GGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGG 
TTCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGG 
TAAACGATGTCGACTAGCCGTCGGGTCCATTTAAGGGCTTGGTGGCGCAGCTAACGCGATAAGTCGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCTCGGAATCGAGCGGAGACGTTC 
GAGTGCCTTCGGGAACCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTCATGGCGGGAACTCTAAGGAGACTG 
CCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACAC 
GTGCTACAATGGCCGGTACAGAGGGTTGCGAGCCCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCGTAG 
TCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGTGGAT 
CGCTTAACCCTCGGGAGAGCGTTCACCACGGTGTGGTCAATGACTGGGGTG 


2611 16S ribosomal RNA, partial 


>gi|265679025|ref|NR_029333.1| Thiocystis violacea strain N. Pfennig 2711 16S ribosomal RNA, partial 


sequence 
ATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAGGTTTTCGGATTGAGTAGCGTGGC 
GGACGGGTGAGTAATGCGTGGGAATCTGCCTGGCAGAGGGGGATAACCCGGGGAAACTCGGGCTAATACC 
GCATACGCCCTACGGGGGAAAGGGGGCTTCGGCTCTTGTTGCCAGATGAGCCCACGTCCGATTAGCTAGT 
TGGTAGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGGCCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCC 
AGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCGGTGGGAAAGAAAAGCGCTGGG 
TTAATACCCCAGTGTTTTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGGTCAGTCCGC 
TGTGAAATCCCCGGGCTCAACCTGGGAACTGCAGTGGATACTGCCGAGCTAGAGTGTGAGAGAGGGGGGT 
GGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGG 
TTCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGG 
TAAACGATGTCGACTAGCCGTGGGGTCCATTTAAGGGCTTCGTGGCGCAGCTAACGCGATAAGTCGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCTGACGAATCCTGCGGAGACGTGG 
GAGTGCCTTCGGGAGCGTCAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACTTCGGGTGGGAACTCTAAGGAGACTGC 
CGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACG 
TGCTACAATGGCCGGTACAGAGGGTCGCAAGCCCGCGAGGGGGAGCCAATCTCAGAAAACCGGTCGTAGT 
CCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGTCGGTA 
GCTTAACCTTCGGGAGGGCGCTGACCACGGTGTGGTCAATGACTGGGGTG 


>gi|265679024|ref|NR_029332.1| Xanthomonas theicola strain TCl 16S ribosomal RNA, partial sequence 


AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCWACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGG 
GRACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAATTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGC TGCAAACCCGCGAGGGTAAGCCAATCC 


CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGT 


>gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi strain Y6 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTGGTAGCAATGCCATGGGTG 
GCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTGGGGGATAACGTAGGGAAACTTAC 
GCTAATACCGCATACGACCTTAGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGATAGATGAGCCGAT 
GTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGAT 
CANCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGG 
GCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGA 
AAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTG 
GTTGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGCAACTAGAGT 
GTGGTAGAGGATGGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCTGTGGCG 
AAGGCGGCCATCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAACTTGGCACGCAGTATCGAAGCTAAC 
GCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAAC 
TTTCCAGAGATGGATAGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTCATGGTGGGA 
ACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
ACCAGGGCTACACACGTACTACAATGGTGAGGACAGAGGGCTGCAAACTCGCGAGAGTGAGCCAATCCCA 
GAAACCTCATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
GATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGT 
TGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|265679022|ref|NR_029330.1| Rhizobium sullae strain IS 123 16S ribosomal RNA, partial sequence 
GCTTAACACATGCARGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTAC 
CCTTTACTACGGAATAACGCATGGAAACGTGTGCTAATACCGTATGTGCCCTTCGGGGGAAAGATTTATC 
GGTAAGGGATCGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAG 
CTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGT 
AAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAG 
CCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGACATTT 
AAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGGGTGTCTGGAGTATGGAAG 
AGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGG 
CTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGAATGTTAGCCGTCGGGCAGTTTACTGTTCGGTGGCGCAGCTAACGCATTAAAC 
ATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGCCCGGCTACTTGCAGAG 
ATGCAAGGTTCCTTCGGGGACCGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGA 
CTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTAC 
ACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCT 
CAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGN 
AGTGCGCTAACCGCAAGGAGGCAGCTAACCAC 


>gi|265679021|ref|NR_029329.1| Herbaspirillum seropedicae strain Z67 16S ribosomal RNA, complete sequence 
GGAGTTTGATTATGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCATAG 
GAGCTTGCTCCTGATGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTGCCCTAGAGTGGGGGATA 
ACTAGTCGAAAGATTAGCTAATACCGCATACGATCTACGGATGAAAGTGGGGGATCGCAAGACCTCATGC 
TCCTGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGACGATCAGTAGCT 
GGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAA 
AGCTCTTTTGTCAGGGAAGAAACGGTTTTGGCTAATATCCAGAACTAATGACGGTACCTGAAGAATAAGC 
ACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGTGCGCAGGCGGTTGTGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGTG 
ACTGCACGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGG 
AGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTTG 
GTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTG 
ACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTT 
GACATGGTCGGAATCCTGAAGAGATTTGGGAGTGCTCGAAAGAGAACCGGCGCACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTA 
CGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATG 
GCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGAG 
CTAATCCCAGAAAGTGTATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTA 
GTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGG 
GAGCGGGTTTTACCAGAAGTGGGTAGCC TAACCGCAAGGAGGGCGCTCACCACGGTAGGATTCGTGACTG 


GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|265679020|ref|NR_029328.1| Bogoriella caseolytica strain HKI0088 16S ribosomal RNA, partial sequence 
GCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCCAGCTTGCTGGGTGGATTAGTGGCGAAC 
GGGTGAGTAACACGTGAGTAACCTGCCCCTGACTTCGGGATAAGCGCTGGAAACGGCGTCTAATACCGGA 
TACGACCTACCTCCGCATGGTGTGTGGGTGGAAAGCTTGATGCGGTTGGGGATGGGCTCGCGGCCTATCA 
GCTTGTTGGTGGGGTGAAGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCTTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAACAAGCCT 
TCGGGTGAGGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCG 
CAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCTGCTGTGAAAACCCG 
GGGCTCAACCCCGGGCCTGCAGTGGGTACGGGCAGGCTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGT 
GTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGTTACTGAC 
GCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGC 
ACTAGGTGTGGGGTCTGTTTCCACGGAGTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATT 
CGATGCAACGCGAAGAACCTTACCAAGGCTTGACATAACCTGGAAGCATTCAGAGATGGGTGTGCCTTTA 
CGGGCCGGGTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCCTGTGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATG 
GCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCAGG 
GTCTGCAACTCGACCCTGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCTCATGGCCCAACCG 
GTTCTTCCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACC 
GGAAGG 


>gi|265679019|ref|NR_029327.1| Sphingomonas asaccharolytica strain Y-345 16S ribosomal RNA, partial 
sequence 
AATGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTYTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACAGTGAGAAATTACTGCTAATACCGAATGATGA 
CGTAAGTCCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAAAAGCTC 
ACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTAAGACT 
GCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTAGTGCTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGA 
CATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATC 
ATTTAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGACTACAGTGGGCAGCAATCCCGCGAGGGT 
GAGCTAATCTCCAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGATTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGTTTAGCG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|265679018|ref|NR_029326.1| Corynebacterium camporealensis strain CRS-51 16S ribosomal RNA, partial 
sequence 
TAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTAGCTTGCTGGGGGTA 
CTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTG 
GGTCTAATACCGGATAGGAGCCATCTTTGGTGTGATGGTTGGAAAGTTTTTTCGGTGTAGGATGAGCCTG 
CGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGT 
ACGGCCACATTGGGACTGAGATACGNCCCAGANTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCCAGG 
GACGAAGCGTTTTGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGT 
GAAATCCCGGGGCTTAACTTCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGC 
AGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTA 
AACGGTGGGCGCTAGGTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTACCAGATCGCCATAGAGATATGGT 
TTCCCTTGTGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCACGTAGTGGTGGGGACTCATGAGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGC 
TACAATGGTCGGTACAACGCGCAGCGAGACTGTGAGGTTAAGCGAATCGCTGAAAGCCGGCCTTAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGC 
Cc 


>gi|265679017|ref|NR_029325.1| Schwartzia succinivorans strain S1-1 16S ribosomal RNA, partial sequence 
AGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGCGATTTGAAAAGCTTGCTTTTGATG 
AGCCTAGTGGCAAACGGGTGAGTAACGCGTAGGCAACCTGCCCTCAGGATGGGGACAACGGCCCGAAAGG 
ACCGCTAATACCGAATGACGTATCGGGATCGCATGATCCTGATACCAAAGGCGGAGCAATCCGTCACCTG 
AGGATGGGCCTGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCGACGATCAGTAGCCGGT 
CTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAGC 
TCTGTTGTCGGGGACGAAGGGGCAGATCAGGAAATGGGTCTGCTTAGACGGTACCTGACGAGGAAGCCAC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGAATCATTGGGCGTAAA 
GGGAGCGCAGGTGGGACGGTAAGTCTTTCTTAAAAGTGCGGGGCTCACCCCCGTGAGGGGAAAGAAACTA 
TCGTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGA 
ACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCCAGGGGAGCGAACGG 
GATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTTCTGT 
GCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGA 
CATTGATCGAAAGCGCCAGAGATGGTGCCCTCTCTTCGGAGACGAGAAAACAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGCTTTGTTGCCAGCAC 
GTAAAGGTGGGCACTCAAAGGAGACTGCCGCGGAGAACGCGGAGGAAGGCGGGGATGACGTCAAGTCATC 
ATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGATGGACAGAGAGCAGCGACCCCGCGAGGGT 
AAGCGAACCTCATAAACCATCTCCCAGTTCGGATTGCAGGCTGAAACCCGCCTGCATGAAGTTGGAATCG 
CTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
CGGAAGTCATTCACACCCGAAGCCGGCGCAGCCGTCTAAGGTGGGGGCGATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTATCGGAA 


>gi|265679016|ref|NR_029324.1| Pseudonocardia sulfidoxydans strain 592 16S ribosomal RNA, partial 
sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCTTTCG 
GGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTCAGCTCTGGGATAAGCCTGGGA 
AACTGGGTCTAATACCGGATATGACCTCTCATCGCATGGTGGGTGGTGGAAAGTTTTTCGGCTGGGGATG 
GGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGA 
GGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
GCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTC 
GCCAGGGACGAAGCGTGAGTGACGGTACCTGGATAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGG 
TAACACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCG 
GTCGTGAAAACCTGCAGCTTAACTGTGGGCTTGCGGTCGATACGGGCATGACTGGAGTTCGGCAGGGGAG 
ACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTC 
TGGGCCGATACTGACGCTGAGGACCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGTTGGGCGCTAGGTGTGGGGGCCATTCCACGGTCTCTGTGCCGCAGCTAACGCATTAAGCGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACCAGACATCCCTAGAGA 
TAGGGCTTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCAC 
ACATGCTACAATGGCCAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCTCTTAAAGCTGGTCTC 
AGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCC 
GACGGCCTAACCCCTTGTGGGAGGGAGTTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAG 
GTAGCCGTACCGGAAGGTGCGGCTGGATCACTCCT 


>gi|265679015|ref|NR_029323.1| Pseudonocardia asaccharolytica strain 580 16S ribosomal RNA, partial 
sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGGGCGGTAAGGCCTCTTC 
GGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTCAGCTTCGGGATAAGCCTGG 
GAAACCGGGTCTAATACCGGATAGGACCGCCTGCCGCCTGGTGGGTGGTGGAAAGAGTTTTCGGCTGGGG 
ATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTG 
AGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCGCTTCCGACGAAGCCCTTTTGGGGGTGACGGTAGGGGGAGAAGAAGCACCGGCCAACTACGTGCCAG 
CAGCCGCGGTAACACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGT 
GTCGCGTCGGCCGTGAAAACCTGCAGCTTAACTGTGGGCGGGCGGTCGATACGGGCATCACTGGAGTTCG 
GCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG 
GCGGGTCTCTGGGCCGATACTGACGATGAGGACCGAAAGCGTGGGGAGCGAACAGGATTAGATCCCCTGG 
TAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGCCATTCCACGGTCTCTGTGCCGCAGCTAACGC 
ATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACCAGACGC 
GTCCAGAGATGGGCGTTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTGATGGTGGGGACTC 
ATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCA 
GGGCTTCACACATGCTACAATGGCCTATACAGAGGGCGGCGAGACCGCGAGGTGGAGCGAATCCCTTAAA 
GTGGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACA 
CCCGAAGCCCATGGCCCAACCCGTGAGGGGGGGAGTGGTCGAAGGTGGGACCGGCGATTGGGACGAAGTC 


GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACTCTCC 


>gi|265679014|ref|NR_029322.1| Chlorobium phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 
AAAGGGAAGCAGCTTCGGCTGTGAGTACTTGGCGCAAGGGTGAGTAATGTATAGGTAATCTGCCCTTAGG 
ACTGGCATAACCTCGAGAAATCGAGGACAATACCAGATGATGCAGCGGGACCGCATGGTCATGTTGTTAA 
AGATTTATCGCCTAAGNATGAACCTATATCCCATCAGGTAGTTGGCAGGATAATAGCCTACCAAGCCTAC 
GACGGGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTGAGGAATATTKCGCAATGGGCGAAAGCTGACGCAGCAACGCGCGTGGATGATGAAGTTCTTC 
GGAATGTAAAGTCCTTTTGTAGAGGAAGAACATGTCGGTTTACCGGCACTGACGGTACTCTGCGAATAAG 
CCACGGCTAACTCTGTGCCAGCAGCCGCGGTGATACAGGGGTGGCAAGCGTTGTCCGGATTTACTGGGTG 
TAAAGGGTGCGCAGGCGGACTTATAAGTCGGGGGTTAAATCCATGTGCTTAACACATGCATGGCTTCCGA 
TACTGTAAGTCTAGAGTCTCGGAGAGGAAGATGGAATTTCCGGTGTAACGGTGGAATGTGTAGATATCGG 
AAAGAACACCAGTGGCGAAGGCAGTCTTCTGGCCGAGTACTGACGCTCAGGCACGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGATGTTGGTCATATTGATCAGT 
GTCGCAGCTAACGCGTTAAGTATTCCACCTGGGAAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGATCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGA 
TATTGCGACTAAACCTCCTGAAAGGGAGGGTCCTTCGGGGAGTCGTAACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACAATTAGTTACTAACAGGT 
TAAGCTGAGGACTCTAATTGAACTGCCTACGCAAGTAGTGAGGAAGGAGGGGATGACGTCAAGTCCTCAT 
GGCCCTTACGCCCAGGGCCACACACGTGATACAATGGCAGC TACAGAGGGCAAAGCCGCGAGGTGGAGGA 
AATCCCTTAAAAGCTGTCTCAGTCCGGATGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTA 
ATCGCAGATTCAGCATGCTGCGGTGAATGTGTTCCCGGGCCTTGTAC 


>gi|265679013|ref|NR_029321.1| Chlorobaculum thiosulfatiphilum strain 6230 16S ribosomal RNA, partial 
sequence 
GCTAACACATGCAAGTCAAAGGCTGAGTGACTTCGGTTACAAGGACTTGGCGCAAGGGTGAGTAATGTAT 
AGGTAATCTGCCCTTTGGTTTGGGATAACCCCGAGAAATCGGGGACAATGTCAGATGATGCAGCGGAACC 
GCATGGTTATGTTGTTAAAGATTTATCGCCAAAVGATGAGCCTATATCCCATCAGGTAGTTGGTAAGGTA 
ACGGCTTACCAAGCCTACGACGGGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGAACTGAGACACGG 
TCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGCGAAAGCTGACGCAGCAACGCGCG 
TGGATGATGAAGTTCTTCGGAATGTAAAATCCTTTTGCAGGGGACGAATAAGTCGGCTTGCCGACTCTGA 
CGGTACCTTGCGAATAAGCCACGGCTAACTCTGTGCCAGCAGCCGCGGTGATACAGGGGTGGCAAGCGTT 
GTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGACCGATAAGTCGGGGGTTAAATCCATGTGCTTAA 
CACATGCACGGCTTCCGATACTGTCGGTCTAGAGTCTCGAAGAGGAAGGTGGAATTTCCGGTGTAACGGT 
GGAATGTGTAGATATCGGAAAGAACACCAGTGGCGAAGGCAGCCTTCTGGTCGAGTACTGACGCTCAGGC 
ACGAWAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGATG 
TTGGTCATGTTGATCAGTGTCGCAGCTAACGCGTTAAGTATTCCACCTGGGAAGTACGCCCGCCGCAAGG 
TGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATCATGTGGTTTAATTCGATGCAACGCGA 
AGAACCTTACCTAGGCTTGATATTGCAGCTAAACTCCCTGAAAGGGAGGTCCTTCGGGAAGCTGTAACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTA 
CAATTAGTTACTAACAGGTCAAGCTGAGGACTCTAATTGAACTGCCTACGCAAGTAGTGAGGAAGGAGGG 
GATGACGTCAAGTCCTCATGGCCCTTACGCCTAGGGCCACACACGTGATACAATGGCAGCTACAGAGGGC 
AAAACCGCGAGGTAGAGTTAATCCCTTAAAAGCTGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCG 
TGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATGTGTTCCCGGGCCTTGTACACAC 
CGCCCGTCAAGTCATGGAAGTCAGGAGTACCCAAAGTCGCTCGCGCGTTTAAGGTAAG 


>gi|265679012|ref|NR_029320.1| Desulfospira joergensenii strain B331 16S ribosomal RNA, partial sequence 
AATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGGGATTGCTTGCAATCCTGAGTAG 
AGTGGCGCACGGGTGAGTAACACGTAGATAATCTACCCACAAGCCCGGAATAACTATTCGAAAGGATAGC 
TAATACCGGATGAAGTTTGTTTACACAAGTAGACAAATGAAAGATTGCCTCTTCCTGAAAGCAATTGTTT 
GTGGATGAGTTTGCGGACCATTAGCTTGTTGGTGGGGTAAAGGCCCACCAAGGCTGCGATGGTTAGCTGG 
TCTGAGAGGATGATCAGTCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGA 
ATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCTTTGGGTCGTAAAG 
CTCTGTCAACAAGGAAGAAGTTAAGATTGTTTAATAGATGATCTTATTGACGGTACTTGTGGAGGAAGCG 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGGCGCAAGCGTTATTCGGAATTATTGGGCGTA 
AAGGGCGCGTAGGCGGTCTTATCGGTCAGATGTGAAAGCCCGGGGCTCAACCCCGGACGTGCATTTGAAA 
CAGTAAGACTTGAGTACGGGAGAGGAGAGAGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGA 
GGAACACCGATGGCGAAGGCATCTCTCTGGACCGATACTGACGCTGAGGCGCGAAGGCGTGGGTAGCGAA 
CGGGATTAGATACCCCGGTAGTCCACGCAGTAAACGATGTACACTAGGTGTAGCGGGTATTAAAACTTGC 
TGTGCCGCAGCTAACGCATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTT 
TGACATCCTGTGAATTTCCCTTAAACGGGAAAGTGCCTTCGGGAGCACAGAGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGCAACCCTTATCTTCAGTTGCCAG 
CACATAATGGTGGGAACTTTGGAGAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTAAATACAGAGGGCAGCGAGCCAGCGAT 
GGTGAGCGAATCCCGAAAGTTTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATATGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGAAGTTGATTATACCCGACGTCGCTGGGCTAACTATTTATAGA 


>gi|265679011|ref|NR_029319.1| Pseudomonas anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 
GAGCGGCGGACGGGTGAGTAATGCCTGGGAATCTGCCTTGTGGTGGGGGATAACGTTCGGAAACGGACGC 
TAATACCGCATACGTCCTACGGGAGAAAGCGGGGGATCTTCGGACCTCGCGCCATTAGATGAGCCTAGGT 
CGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCA 


GTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGC 
GAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAG 
GAAGGGCAGTAACCTAATACGTTATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTTCGTGCC 
AGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGT 
TCAGTAAGTTGGAAGTGAAATCCCCGGGCTCAACCTGGGAACTGCTTTCAAAACTGCTGAGCTAGAGTAC 
GGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAA 
GGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAGTGGCGCAGCTAACGCA 
TTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATGCTGAGAACTTT 
CCAGAGATGGATTGGTGCCTTCGGGAGCTCAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGAACT 
CTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTCACGGCC 
AGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAA 
AACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAAT 
CAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCA 
CCAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGT 
AACAAGGT 


>gi|265679010|ref|NR_029318.1| Listeria innocua strain 58/1971 16S ribosomal RNA, partial sequence 
GAACGAACGGAGGAAGAGCTTGCTCTTCCAAAGTTAGTGGCGGACGGGTGAGTAACACGTGGGCAACCTG 
CCTGTAAGTTGGGGATAACTCCGGGAAACCGGGGCTAATACCGAATGATAGAGTGTGGCGCATGCCACGC 
TCTTGAAAGATGGTTTCGGCTATCGCTTACAGATGGGCCCGCGGTGCATTAGCTAGTTGGTAGGGTAATG 
GCCTACCAAGGCAACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGT 
GTATGAAGAAGGTTTTCGGATCGTAAAGTACTGTTGTTAGAGAAGAACAAGGATAAGAGTAACTGCTTGT 
CCCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCCC 
GGCTTAACCGGGGAGGGTCATTGGAAACTGGAAGACTGGAGTGCAGAAGAGGAGAGTGGAATTCCACGTG 
TAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACG 
CTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACG 
ACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTGGAGACAGAGCTTTCCCTTCGGG 
GACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGATTTTAGTTGCCAGCATTTAGTTGGGCACTCTAAAGTGACTGCCGGTGCAAGCCGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGG 
TACAAAGGGTCGCGAAGCCGCGAGGTGGAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGTAGGCTG 
CAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTAGGGTAACCTTTATGG 
AGCC 


>gi|265679009|ref|NR_029317.1| Pseudoalteromonas antarctica strain NF3 16S ribosomal RNA, partial 
sequence 
CCTAGATTGAACGCTGCCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTT 
TGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAA 
CGACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGCTCTCGCCTTTAGATTGGCCCAAGT 
GGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAG 
GAAAGCTTAGTGGTTAATACCCATTGAGTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGT 
TTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGT 
GATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAA 
GGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCG 
GTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGTTCTGTTTTTCAAAGCTAACGCAT 
TAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTAC 
CAGAGATGGTTTGGTGCTTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTC 
TAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTA 
GGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACCTGCGAAGGTAAGCGAATCACTTAAA 
GTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATC 
AGAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTC 
CAGAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACCTCCTTA 


>gi|265679007|ref|NR_029315.1| Anaerofilum agile strain F 16S ribosomal RNA, partial sequence 
TTGATTAAGAGTTTGATCCTGGCTCAGGACGAACGCTNCGGCGCGCCTAACACATGCAAGTCGAACGAAC 
GAACTAAGATTGCGGAAGTTTTCGGATGGAAGTGAACTTAGCTTAGTGGCGAACGGGTGAGTAACACGTG 
AGTAACCTGCCTTTCAGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAAGACCACAGTGCCA 
CATGGCACAGTGATCAAAGGATTAATTTTCGCTGAAGGATGGACTCGCGTCTGATTAGCTAGATGGTGAG 
GTAACGGCCCACCATGGCAACGATCAGTAGCCGGACTGAGAGGTTGATCGGCCACATTGGGACTGAGACA 


CGGCCNAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTNATGCAGCGACG 
CCGCGTGAGGGAAGAAGGTTTTCGGATTGTAAACCTCTGTCTTCGGGGACGAAACAAATGACGGTACTCG 
AGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAAT 
TACTGGGTGTAAAGGGAGCGCAGGCGGAACTGCAAGTTGGGTGTTTAATCTACGGGCTCAACCCGTATCA 
GCATTCAAAACTGTGGTTCTTGAGTAATGCAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTA 
GATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCATCAACTGACGCTGAGGCTCGAAAGCAT 
GGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGATGATTACTAGGTGTGGGGAGATT 
GACCCTCTCCGTGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGACCGCAAGGTTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAAAACCTT 
ACCAGGTCTTGACATCCAACGACCGCCTAAGAGATTAGGCTTTCTTCGGGACGTTGAGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAATCCCCAACGAGCGCAACCCTTATTACTAGTTA 
CTACGCAAGAGGACTCTAGTGAGACTGCCGTTCACAAAACGGAGGAAGTGGGGATGACGTCAAATCATGC 
CCTTTATGACCTGGGCTACACACGTACTACAATGGCTATTAACAGAGAGAAGCGAGACCGCAAGGTGGAG 
CAAACCTCAGAAAAATAGTCTCAGTTCGGATTGGGGGCTGCAACCCGCCCCCATGAAGCCGGAATTGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGA 
GAGCCGGGGGGACCCGAAGTCGGTAGTCTAACCGCAAGGAGGACGCCGCCGAAGGTAAAACTGGTGAA 


>gi|265679006|ref|NR_029314.1| Nocardiopsis dassonvillei subsp. dassonvillei strain IMRU 509 16S 
ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGG 
TGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATAC 
GACCCGCCACCTCATGGTGGAGGGTGGAAAGTTTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGT 
TGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCC TGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGC 
AGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTTCCAGT 
TCTCTGGAGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAA 
AGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTA 
CCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACG 
TTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTT 
AATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACTCGCAGAGATGTGAGGTCA 
TTTAGTTGGCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTAC 
AATGGCCGGTACAATGGGCGTGCGATACCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGCGGCCT 
AACCCCTTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 


>gi|265679005|ref|NR_029313.1| Anaerofilum pentosovorans strain Fae 16S ribosomal RNA, partial sequence 
TTGATTAAGAGTTTGATCCTGGCTCAGGACGAACGCTNCGGCGCGCCTAACACATGCAAGTCGAACGAAC 
GAATTAAATTAGCTGAAGTTTTCGGATGGAAGCAGATTTAGCTTAGTGGCGAACGGGTGAGCAACACGTG 
AGTAACCTGCCTTTCAGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAAGACCACAGTACCG 
CATGGTACCGTGATCAAAGGATTTATTCGCTGAAGGATGGACTCGCGCCTGATTAGCTAGATGGTGAGGT 
AACGGCCCACCATGGCAACGATCAGTAGCCGGACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACG 
GCCNAGACTCCTACGGGAGGCAGCNGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCC 
GCGTGAGGGAAGAAGGTTTTCGGATTGTAAACCTCTGTCTTCGGGGACGAAACAAATGACGGTACTCGAG 
GAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTA 
CTGGGTGTAAAGGGAGCGCAGGCGGAACTGCAAGTTGGGTGTTTAATCTACGGGCTCAACCCGTATCAGC 
ATTCAAAACTGTGGTTCTTGAGTAATGCAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGA 
TATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCATCAACTGACGCTGAGGCTCGAAAGCATGG 
GTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGATGATTACTAGGTGTGGGAAGATTGA 
CCCTTTCCGTGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGTCTTGACATCCAACGACCGCCTAAGAGATTAGGCTTTCTTCGGGACGTTGAGACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAATCCCCAACGAGCGCAACCCTTATTACTAGTTACT 
ACGCAAGAGGACTCTAGTGAGACTGCCGTTCACAAAACGGAGGAAGTGGGGATGACGTCAAATCATGCCC 
TTTATGACCTGGGCTACACACGTACTACAATGGCTATTAACAGAGAGAAGCGAGACCGCAAGGTGGAGCA 
AACCTCAGAAAAATAGTCTCAGTTCGGATTGGGGGCTGCAACCCGCCCCCATGAAGCCGGAATTGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGA 
GCCGGGGGGACCCGAAGTCGGTAGTCTAACCGCAAGGAGGACGCCGCCGAAGGTAAAACTGGTGAA 


>gi|265679004|ref|NR_029312.1| Capnocytophaga haemolytica strain A 0404 16S ribosomal RNA, partial 
sequence 

ACCGGCGCACGGGTGCGTAACGCGTGTACAATCTACCTTTTACTGGGGAATAGCCCGAAGAAATTTGGAT 
TAATGCCCCATAGTATAGCACTGTGGCATCACAGAGCTATTAAAGCTTCGGTGGTAAGAGATGAGTACGC 
GTTCTATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATAGATAGGGGTTCTGAGAGGGATGT 
CCCCCACACTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGG 
TCGGAAGACTGAACCAGCCATGCCGCGTGCAGGATGACGGCCTTATGGGTTGTAAACTGCTTTTGTATGG 
GAAGAATAAGGGGTACGTGTACTCTGATGACGGTACTATATGAATAAGCATCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCTGTAGGCGGGCTA 


TTAAGTCAGAGGTGAAAGCACTGAGCTCAACTGAGTAACTGCCTTTGAAACTGATAGTCTTGAATACTTA 
CGAAGTAGCTGGAATGTGTAGTGTAGCGGTGAAATGCTTAGATATTACACAGAACACCGATAGCGAAGGC 
ATGTTACTAGCAGGTTATTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCTGTAAACGATGGATACTAGCTGTTTGCGAGAAATTGTGAGTGGCTAAGCGAAAGTGATAAGT 
ATCCCACCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGTTTAAATGGGAAACGACGTAGGTAGA 
GATACCTATTTCTTCGGACGCTTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAG 
GTTAAGTCCTATAACGAGCGCAACCCCTGCCATTATTTGCCAGCGATTCGAGTCGGGCACTATTGTGGGA 
CTGCCCGTGCAAACCGTGAAGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACATCTTGGGCTACA 
CACGTGCTACAATGGTCGTTACAGAGAGCAGCGAGCGGGTGACCGTGAGCGAATCTTGAAAGACGATCAC 
AGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTATCTGAAGAC 
GGTAACCGAAAGGAACTGTTTAGGGTAAAACTAGTGACTGGGGCTGCCG 


>gi|265679003|ref|NR_029311.1| Thermodesulfobacterium hveragerdense strain JSP 16S ribosomal RNA, partial 
sequence 
GGCGCGCCTAACCCATGCAAGTCGTGCGGGAAAGGGCTTCGGCCCTAGTACCGCGGCAGACGAGTGAGTA 
ACACGTGAGTAACCTGTCCTCGGGTCTGGGATAACTATCCGAAAGGGTAGACAATACCGGATAAAGTCAC 
CGGACGCAAGTTCGGTGATGAAAGGGGGCCTCTGCATAGCAAGCTCCTGCCTGAGGAGGGGCTCGCGGCC 
CATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGC 
CACGCGGGCACTGAGACACGGGCCCGACTCCTACGGGAGGCAGCAGGGGGGAATCTTGGGCAATGGGCGA 
AAGCCTGACCCAGCGACGCCGCGTGGGGGAAGAAGGCCTTCGGGTCGTAAACCCCTGTTCTGGAGGAAGA 
ACTTCAGATAGGTGAACAACCTATCTGAACTGACGGTACTCCAGGAGAAAGCCACGGCTAACTGCGTGCC 
AGCAGCCGCGGTAATACGCAGGTGGCGAGCGTTGCCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGC 
TGGACAAGTCATAGGTTAAAGCCCGGAGCTCAACTCCGGAAAGGCCTATGATACTGTCTGGCTTGAGGGC 
CGGAGAGGCTGGCGGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGGGAGGAACACCGGTGGGGAA 
GCCTNCCAGCTGGACGGATCCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGG 
GTAGTCCACGCCCTAAACGATGGCGCTAGGTGTGGGGGTAAAACCTCTGTGCCGTAGCTAACGCGTTAAG 
CGCCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCACGTGGTTTAATTCGATGCAAAGCGAAGAACCTTACCTGGGTTTGACATGCTAGGGTTGTACCCTG 
GTGGAAACACTGGGGGAGCGTAGGGTTTATCTCTACGCGCTCTAGCACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCATCGGTTC 
GGCCGGGCACTCTAAGGGGACTGCCGGGGATAACCCGGAGGAAGGAGGGGATGACGTCAAGTCCTCATGG 
CCCTTATGCCCAGGGCTACACACGTGCTACAATGGGGGGTACAGAGGGTTGCGAACCTGCAAGGGGGAGC 
TAATCCCAGAAAGCCCTCCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCCGGAATCGCTAG 
TAATGGCGGATCAGCATGCCGCCGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGA 
AGCTGGCTCCACCCGAAGTCGTTACCCTAACCAGGCTCTGTCTGGAGGGGGACG 


>gi|265679002|ref|NR_029310.1| Natroniella acetigena strain Z-7937 16S ribosomal RNA, partial sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGCTACCTTCGGGTAGTGAGTAAAGCGGCGGACG 
GGTGAGTAACACGTGGGGAACATACCTTTAAGACTGGGATAACTTCTGTAAAGGGAAGCTAATACCGGAT 
AATCTCCTTTCGGAGCAAAGATGGCTTATTATGCTATTGCTTAGAGATGGGCCCGCGTCCCATTAGCTAG 
TTGGTGAGATAAAAGCTCACCAAGGCAACAATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTCCACAATGGACGAAAGTCTGACG 
GAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAGCTCTGTCTTTAGGGAAGAATACTTTAAT 
TGTGAATAACAGCTAGGGTTGACGGTACCTATAAAGGAAGCCCTGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGAGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTACGCAGGCGGTCTAGTAAGTCA 
GAGGTGAAATCCACCGACTCAATCGGCGAACTGCCTTTGAAACTACTGGACTTGAGGATAAGGGAAGAAA 
GTGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGAACATCAATGGCGAAGGCAACTTTCT 
ATCTTATCCCTGACGCTGAGGTACGAAAGCTAGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCTAGC 
CGTAAACGCTGGATACTAGGTGTTGGGGGTTCGATTCCCTCGGTGCCGGAGTTAACGCATTAAGTATCCC 
GCCTGGGGATTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGAACTTGACATCCCGTGACTACCTGTGAGAGCAG 
GGTTAATCTTTTGGAGGACACGAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCAGCACGTCAAGGTGGGGACTCTAAGGAGA 
CTGCCGCGGAAAAACGCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTTCTGGGCTAC 
ACACGTGCTACAATGGTCTGTACAAAAGGTTGCGATACCGCGAGGTTTAGCAAATCCTGAAAAGCAGATC 
TCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAGTCGCTAGTAATCGCGGATCAGAACGC 
CACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGCACCAGAAGT 
CGTTTAAGGACGCCGAAGGTGTGCCTGATAAGGGGGGTGAAGTCGTAACAAGGTAGCCGTA 


>gi|265679001|ref|NR_029309.1| Geovibrio ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 
AGAGTTTGATNNTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCTAGGGGAATTAACC 
TTCGGGTGAAGTTTCACTGGCGAACGGGTGAGTAACGCGTGAGGAACCTGCCTCAGAGATTGGGACAACA 
CAGAGAAATTTGTGCTAATACCGGATAAGCCCACGTACTTAGCTGTGTGTGGGAAAAGGCGGGGTAACCT 
GCCGCTTTGAGATGGCCTCGCGTGCCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCTACGATGGC 
TAGGCGGCCTGAGAGGGTGGCCGCCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATTTTGCGCAATGACCGTAAGGTTGACGCAGCAACGCCGCGTGTATGATGAAGGCTTTCGGGT 
CGTAAAGTACTTTCAGCAGGGAAGAATGGTAAGGGGAGTAACTGCCCTTTAATTGACGGTACCTGCAGAA 
GCAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTTCGGAGTCACTG 
GGCGTAAAGAGCTCGTAGGCGGCAGTGTAAGTCGGGAGTTAAAGGCAAGAGCTTAACTGTTGTAAGGCTT 
CTGAAACTACATTGCTAGAGTACCAGAGAGGTAAGCGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATA 
TAGGAAGGAACACCGGTTGCGAAGGCGGCTTACTGGCTGGTAACTGACGCTGAGGAGCGAAAGCGTGGGT 


AGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTGCTAGGTGTTGGAAGTAACCAC 
TTTCAGTGCCGAAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCTAACCGCAGAACCTTACCCG 
GGTTTGACATCTTCAAAATACGATAGAGATATTGTAGTGCTTACTTTCAGTAAGAATTGAATGACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCTGCAACGAGCGCAACCCCTGCTT 
TTAGTTGCCATCGGGTCAAGCCGGGCACTCTAGAGGAACAGCCGTCGACAAGGCGGAGGAAGGTGGGGAC 
GACGTCAAGTCATCATGGCCCTTATGTCCGGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGC 
GAGACAGTGATGTTAAGCGAATCCCAGAAAGTACGCCTCAGTTCAGATTGCAGTCTGCAACTCGACTGCA 
TGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCAAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCACGGGAGTCGACCGTACCTGAAGCCGGTGGCCTAACCGCAAGGAGGGAGCCGTCTA 
TGGTATAGTTGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGTGGCTGGATCACCTC 
cTTT 


>gi|265679000|ref|NR_029308.1| Lactobacillus lindneri strain KPA 16S ribosomal RNA, complete sequence 
AGAGTTTGATNNTGGCTCAGGACGAACGTTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGGTCTCCT 
AACTGATAGCTGGTGCTTGCATCAGCTTGACGATAGATCTGACCGAGTGGCGAACTGGTGAGTAACACGT 
GGGTAACCTGCCCAGAAGAAGGGGATAACACCTGGAAACAGATGCTAATACCGTATAACAACGAGAACCA 
CATGGTTCTCGTTTGAAAGATGGCTTTTATGCTATCGCTTCTGGATGGACCCGCGGCGTATTAGCTAGTT 
GGTGAGATAATAGCTCACCAAGGCAATGATACGTAGCAGACCTGAGAGGGTAATCTGCCACAATGGGACT 
GAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGA 
GCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTAGAGAAGAACGACCGTGAGA 
GCAACTGCTCACGGTGTGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGTGGCAAACGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTCTAAGTCTGAT 
GTGAAACGCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGATAACTTGAGTGCAGAAAAGGACAGTG 
GAACTTCATGTGTAGCGGTGAAATGCGTAGATATATGAAGGAACACCAGTGGCGAAGGCGGCTGTCTGGT 
CTGCATCTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGT 
AAACGATGAATGCTAGGTGTTGGGAGGTTTCCGCCTCTCAGTGCCGCAGCTAACGCATTAAGCATTCCGC 
CTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGCTACGCGAAGAACCTTACCAGGACTTGACATCTTCTGTTAACCTAAGAGATTAGGT 
GTCCTTCGGGGGCAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCATTAAGTTGGGCACTCTAGAGAGACTGCCGGT 
GATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCT 
ACAATGGACGGTACAACGAGTTGCGAAACCGCAAGGTCAAGCTAATCTCTTAAAGCCGTTCTCAGTTCGG 
ATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTTGGAT 
AACCTTTACGGAGTCCGCCGCCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAG 
GAGAACCTGCGGCTGGATCACCTCCTTTNT 


>gi|265678999|ref|NR_029307.1| Desulfovibrio aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 
ATCTGCTCAGATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAGTTCTCTTCGGAGA 
ATGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATAATCTACCCTGAAGATCGGGATAACAGTTGGAA 
ACGACTGCTAATACCGGATATCCTGCATATTTAGCTTTATGTGGTAAAGGCGGCCTCTATTTATAAGCTG 
CCGCTTTGGGATGAGTCCGCGTCTCATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCTACGATGAGT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGCGGGAAGAAGGCCTTCGGGTC 
GTAAACCGCTGTCAGGAGGGAAGAAACTGTTAGGGTATAATACGCCCTTTCACTGACGGTACCTCCAAAG 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTG 
GGCGTAAAGCGCACGTAGGCGGCGCATCAAGTCAGGCGTGAAAGCCCTCGGCTCAACCGGGGAATTGCGT 
TTGAAACTGGTGCGCTGGAGTCTCGGAGAGGTTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATA 
TCTGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGACGAGAACTGACGCTGAGGTGCGAAAGCGTGGGT 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATATTAGGTGTCGGGGGTTACCTT 
CGGTGCCGCAGTTAACGCGTTAAATATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGC 
TTGACATCCTGAGAATCTTCCCGAAACGGAGGAGTGCTCTTCGGAGAATTCAGTGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGCTAGTTGC 
CATCACGTAATGGTGGGCACTCTAGTGAGACTGCCCGGGTCAACCGGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGTGCACACAAAGGGCAGCGAGACCGC 
GAGGTGGAGCCAATCCCAAAAAATGCATCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTG 
GAATCGCTAGTAATTCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCACGAAAGCTGGTTCTACCCGACAACGGCAGACTAACCCTCGGGAGGTAGTCGTCTACGGTAGGGC 
TGGTAATTGGGGTGAAGTCGTAACAAGGTA 


>gi|265678998|ref|NR_029306.1| Desulfocapsa thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAAAGGGGGCTTCGGCGGGGGGAGTAGA 
GTGGCGCACGGGTGAGTAACGCGTAAGTGATCTACCCCTGTATCTGGAATAACTATGGGAAACTGTAGCT 
AATACCGGATACGTTCATGTGATTGCGGATTATGTGAAGAAAGATGGCCTCTGACATAAGCTATCGTACA 
GGGAGGAGCTTGCGTACCATTAGCTAGTTGGCAGGGTAAAGGCCTACCAAGGCGACGATGGTTAGCGGGT 
CTGAGAGGATGATCCGCCACACTGGAACTGAAACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAA 
TATTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGGATGATGAAGGCCTTCGGGTCGTAAAAT 
CCTGTCGGATGGAAAGAAGTGTGATGTGGTTAATACCCATGTCATTTGACGGTACCATCAGAGGAAGCAC 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAA 
AGCGCGCGTAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCAGGGCTTAACCCTGGACGTGCATTTGAAAC 
TGTCAGACTTGAGTATTGGAGGGGGTGGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAG 


GAATACCGGTGGCGAAGGCGACCACCTGGCCAAATACTGACGCTGAGGTGCGAAGGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCNGTAAACGATGAGAACTAGGTGTTGGGACGGTTGATCGTCTCA 
TTGCCGCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCTT 
GACATCCCGGGAATTTCCTTGAAAGAGGGAAGTGCCTCGCAAGAGGAGCCTGGAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGC 
CATCATTTCAGTTGGGCACTCTAAAGAGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCTTTATGACCAGGGCTACACACGTACTACAATGGCCGGTACAAAGGGCAGCCACTTAGCG 
ATAAGGAGCCAATCCCGTAAAGCCGGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGG 
AATCGCTAGTAATCGCAGATCAGCACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCACGGGAGTTGATTGTACCAGAAGTAGTTGAGCTAACCGCAAGGGGGCAGGCTACCAAGG 


>gi|265678997|ref|NR_029305.1| Desulfobulbus elongatus strain FP 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAACGGGACTTCGGTCCCAAGTAGAGTG 
GCGCACGGGTGAGTAACGCGTAGATAACCTGTCTTCATGTCTGGAATAATACGCCGAAAGGGGTACTAAT 
ACCGGATATTCTTGTTTTTCATAAGGTTGACAAGAAAAGGTGGCCTCTGCATATGCTACTGCATGAAGAG 
GGGTCTGCGTACCATTAGCTAGTAGGTGGGGTAAGGGCCTACCTAGGCAACGATGGTTAGCGGGTCTGAG 
AGGATGATCCGCCACACTGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTG 
CGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGAGTGAGGAAGGCCTTCGGGTCGTAAAGCTCTGT 
CAAGAGGAAAGAAGTGCATAGCGGTTAATACCCGTTGTGTTTGACGGTACCTCTAAAGGAAGCACCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGC 
GCGTAGGCGGTTTGATAAGTCAGATGTGAAAGCCCATGGCTTAACTGTGGAAGTGCATTTGAAACTGTCA 
GACTTGAGTACCAGAGGGGAAAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATA 
CCGGTGGCGAAGGCGACTTTCTGGCTGGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGATGTAGGGGGTGTTGATCCCCTCTGTGTC 
GCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATNCAACGCGAAGAACCTTACCTGGTCTTGACAT 
CCCGGGAATCCTTAGGAAACTAGGGAGTGCCTTCATTCGAAGGAGCCTGGAGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAT 
CAGTTCGGCTGGGCACTCTAAAGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCTTTATGACCAGGGCTACACACGTACTACAATGGCCGATACAAAGGGCAGCGACACTGCGAAG 
TGGAGCCAATCCCATAAATTCGGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGGGAGTCGGTTGTACCAGAAGCAGTTGAGCTAACCGCAAGGGGGCAGTCTA 


>gi|265678996|ref|NR_029304.1| Halobacillus litoralis strain SL-4 16S ribosomal RNA, complete sequence 
CAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGC 
GAGTGGCTCCCTTCGGGGTGAAGCTCGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGC 
CTGTAAGACCGGAATAACCCCGGGAAACCGGGGCTAATGCCGGGTAATACTTTTCTTCGCATGAAGGAAA 
GTTGAAAGATGGCTTCTTGCTATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACG 
GCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGT 
GAACGATGAAGGTCTTCGGATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTACCGTGCGAATAGAGCGG 
TACCTTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGG 
CAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCA 
CGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGGACAGAAGAGGAGAGTGGAATTCCACGT 
GTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTTTCTGAC 
GCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGT 
GCTAGGTGTTAGGGGGCTTCCACCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTAC 
GGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
AAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTGGACCACCCTAGAGATAGGGTTTTCCTTCGGG 
GACCAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCCTAATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCG 
GAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGAT 
GGAACAAAGGGCAGCGAAGCCGCGAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGC 
TGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTT 
GGAGCCAGCCGCCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 
CGGCTGGATCACCTCCTTT 


>gi|265678995|ref|NR_029303.1| Aneurinibacillus thermoaerophilus strain L420-91 16S ribosomal RNA, 
partial sequence 
AGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACCGATGGAGTGCTTGCATTCCTGAG 
GTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGTACGACCGGGATAACTCCGGGAAACCGG 
AGCTAATACCGGATAGGATGCCGAACCGCATGGTTCGGCATGGAAAGGCCTTTGAGCCGCGTACAGATGG 
GCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAG 
GGTGAACGGCCACACTGGGACTGAGACACGTCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAGGAAGGTCTTCGGATCGTAAAACTCTGTTG 
TCAGGGAAGAACCGCCGGGATGACCTCCCGGTCTGACGGTACCTGACGAGAAAGCCCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGC 
GGCTTCTTAAGTCAGGTGTGAAAGCCCACGGCTCAACCGTGGAGGGCCATCTGAAACTGGGGAGCTTGAG 
TGCAGGAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGC 
GAAGGCGGCTCTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 


CTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGAGTCCACCTCCTCAGTGCCGCAGCTAAC 
GCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCGCTGAC 
CCCTCCAGAGATGGAGGTTTCCTTCGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTTGTTGCCAGCATTCAGTTGGGCAC 
TCTAAGGAGACTGCCGTCGACAAGACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
CTGGGCTACACACGTGCTACAATGGACGGTACAACGGGCGTGCCAACCCGCGAGGGTGAGCCAATCCCTA 
AAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGG 
ATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAA 
CACCCGAAGTCGGTGAGGTAACCTTCTGGAGCCAGCCGCCGAAGGTGGGGCAGATGATTGGGGTGAAGTC 
GTAACAAGGTATCCG 


>gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis strain IMMIB D-1321 16S ribosomal RNA, partial 
sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCCTTCGGGGGTACACGAGTGGCGAACGGGT 
GAGTAACACGTGGGTGACCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATG 
ACCTTCCCCTGCATGGGGGTTGGTGGAAAGCTTTTGCGGTACAGGATGGGCCCGCGGCCTATCAGCTTGT 
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGC 
AGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGACGAAGCGCAAGTGA 
CGGTACCTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTT 
GTCCGGATTTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCGTCTGTGAAAACCCGAGGCTTAA 
CCTCGGGCCTGCAGGCGATACGGGCAGACTTGAGTACTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGA 
GCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTG 
TGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAAC 
GCGAAGAACCTTACCTGGGTTTGACATATAGAGGATCGCCGGAGAGATTCGGTTTGCCTTGTGCCTTCTA 
TACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAG 
GTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCGCGTACAG 
AGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCGCGTCTCAGTTCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAG 
GGAGCTGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 


>gi|265678993|ref|NR_029301.1| Thermoanaerobacter wiegelii strain Rt8.Bl 16S ribosomal RNA, partial 
sequence 
CTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGATTCAGAGCCCGGAAATCGACTTCCGACTTCCGACC 
TCTGGATAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTTAAGACCGGGATAACACCTCGAAA 
GGGGTGCTAATACTGGATAAGCTCCTTGTAGGGCATCCTATGGGGAGGGAAGGTAGCGGAAGCTACCGCT 
TAAGGATGGGCCCGCGTCCCATCAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAA 
GCTCGATAGTGTGGGAAGAATAGATGACGGTACCACACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCG 
CGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCACTTAAG 
TCAGGTGTAAAAAACCCGGGCTCAACCCGGGGGATGCACATGAAACTGGGTGGCTAGAGGGCAGGAGAGG 
GGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTC 
TCTGGACTGACCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGTGCCGTAGTTAACGCAATAAGTACC 
CCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGCCGAAA 
GGTGAGCGAGCCTGCCTTATGGTAGGCAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCTTCTAGTTGCCATCGGGGAAAGCCGGGCACT 
CTAGAGGGACTGCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGCCC 
TGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGAGGCGAAGCCGCGAGGCGGAGCGGAACCCAAAA 
AGCCGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGAT 
CAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCAACA 
CCCGAAGCCGGTGACCCAACCCGGAAGGAGGGAGCCGTCGAAGGTGGGGCAAGTGATTGGGGTG 


>gi|265678991|ref|NR_029299.1| Acetohalobium arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 
TGGCGGCGTGCCTAACACATGCAAGTCGCGCGAGAAAGCTGCTCTTTGAGCAGTTAGTAAAGCGGCGGAC 
GGGTGAGTAACGCGTGAGTAATCTACCTTTAAGTCTGATATAACTTCTCGAAAGGGAAGCTAATTTCGGA 
TATTATGCTGCCTGGATAACCAGGCTGCATCAAAGGCGGCTTTTTGCCTCCGCTTTTAGATGTGCTCGCG 
TCCCATTAGCTTGTTGGTGAGATAACAGCTCACCAAGGCTGCGATGGGTAGCCGACCTGAGAGGGTGATC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTTCGCAATGAG 
CGCAAGCTTGACGAAGCGACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTCAGGGA 
AGAACATCTTAGTAGTGAATAACTGCTAGGCTTGACGGTACCTGAGAAGAAAGCTCCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTGCGCAGGCG 
GTCTGGCAAGTCAAGTGTGAAATGTATCGGCTTAACTGATACACTGCGCTTGAAACTGTCAGACTTGAGG 
GCAAGAGAAGAGAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCG 
AAAGCGGCTCTCTGGCTTGACCCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGGATTAGATACCC 
CGGTAGTCCTGGCTGTAAACGCTGGATACTAGGTGTTGGGGGTTCAACTCCCTCAGTGCTGCAGTTAACG 


CGTTAAGTATCCCGCCTGGGGATTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCTGCACA 
AGCGGCGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGACATCCCGTGACTA 
TCTGTCAACAGCAGAATTTGGTCCTTTGGATCACACGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCATTAAGTTGGG 
GACTCTAGGGAGACTGCCAGTCAAAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAT 
GCTCTGGGCTACACACGTGCTACAATGGCCTGTACAGAGGGCTGCTATACCGCAAGGTTTAGCCAATCCT 
CAAAACAGGTCCCAGTTCGGATTGCTGGCTGCAACTCGCCTGCATGAAGCTGGAGTCGCTAGTAATCGCG 
GATCAGAATGCCGCGGTGAATCCGTTCCCAGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGAT 
GCACCAGAAGTCGTCTACGGGCGCCGAAGGTGTGTCCGATAAGGGGGGTGAAGTCGTAACAAGGTAGCCG 
TA 


>gi|265678990|ref|NR_029298.1| Mycobacterium conspicuum strain 3895/92 16S ribosomal RNA, partial 
sequence 
CCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATA 
AGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACTTGGCGCATGCCTTGTGGTGGAAAGCTTTTGCG 
GTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTCACGGCCTACCAAGGCTCCGACGGGTAGC 
CGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTA 
AACCTCTTTCACCATCGACGAAGGTCCGGGTTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCC 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGC 
TCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCA 
GACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGC 
CGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACA 
TGCACAGGACGCTGGTAGAGATATCAGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAA 
TGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGC 
CCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGC 
GAATCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGA 
AAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGC 


>gi|265678989|ref|NR_029297.1| Kocuria varians strain G33 16S ribosomal RNA, partial sequence 
GATCCTGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAACTTGGTGCTTGCACTGGGTGGATG 
AGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTGGGAAACTGGGTC 
TAATACTGGATATGACATGTCACTGCATGGTGGCGTGTGGAAAGGGTTTTACTGGTTTTGGATGGGCTCA 
CGGCCTATCAGCTTGTTGGTGGGGTAATGACCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACG 
GAAGAAGCGAGAGTGACGGTACGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTTCTGTG 
AAAGCCCGGGGCTTAACCCCGGGTGTACAGTGGGTACGGGCAGACTTGAGTGCAGTAGGGGAGACTGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCTG 
TTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAA 
CGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGACCGGTCCAGAGATGGATCT 
TCCCCCTTGTGGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCA 
TGCTACAATGGCCGGTACAATGGGTTGCGATACCGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGT 
TCGGATCGTGGTCTGCAACTCGACCACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGT 
GGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAGC 
CGTACCGGAAG 


>gi|265678988|ref|NR_029296.1| Treponema maltophilum strain BR 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCGCGTCTTAAACATGCAAGTCGAACGGCAAAAGAGGGGCTTCCCGCTTTTTGAGA 
GTGGCGGACTGGTGAGTAACACGTGGGTGACATACCTTTTAGTTGGGGATAGCTATTAGAAATAGTAGGT 
AATACCGAATGTGACCGTATTTATTAGAAGGATACGAGGAAAGGAGCTAAGGCTTCGCTAAAAGAATGGC 
TCGCGGCCCATTATGCTTGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGGGTATCCGGCCTGAGAGG 
GTGAACGGACACATTGGGACTGAGATACGGCCCAGACTTCTACGGGAGGCAGCAGTTAAGAATATTCCGC 
AATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGAAGAATGCCGAAAGGTTGTAAAATCCTTTTAA 
GCCTGATGAATAAGCACAATAGGGAATGATTGTGCGGTGACCGTAGGGCTTGAATAAGCACCGGCTAATT 
ACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGT 
AGGCGGATAGGCAAGCTTGGTGTGAAATGTTACAGCTTAACTGTGAGACAGCATTGAGAACTGCCGATCT 
TGAATTACTGAAGGGTAACCAGAATTCCACGTGTAGGGGTGAAATCTGTAGATATGTGGAAGAATACCAA 
TGGCGAAGGCAGGTTACCGGCAGATAATTGACGCTGAGGTGCGAAAGTGCGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCGCACCGTAAACGATGTACACTAGGTGTCTGGCATAACAGCTGGGTGCCAAAGCAAA 
CGTGATAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGGTACGCGAGGAACCTTACCTGGGTTTGACATAGTATCTG 


ATGCCGTAGAGATACGGCAGCGTAGCAATACGAGGTACAACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTACTAACAGGTAAAGCTGA 
GGACTCTGGCGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
TGTCCAGGGCTACACACGTGCTACAATGGTAGGAACAAAGTGAAGCGAAGCTGTAAAGCGGAGCAAAACG 
CAAAAAAGCTATCGTAGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCG 
CATATCAGCACGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTAGA 
GGGTACCCGAAGTCGGTAGTCTAACCGCAAGGAGGACGCTGCCGAAGNTATGCTTTGTAAGGAGGGTGAA 
GTCGTAACAAGGTAGTCGTACCGG 


>gi|265678987|ref|NR_029295.1| Syntrophus gentianae strain HQgoel 16S ribosomal RNA, partial sequence 
TGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGAGAAAATCCGCTTCGGCGGGT 
GAGTAGAGTGGCGCACGGGTGCGTAACGCGTGGATAATCTGCCTTTAAGTTGGGAATAACTCACCGAAAG 
GTGGGCTAATACCCGATAATGCTATATTACTTCGGTTGTATAGCCAAAGAGAGCCTCTGCTTGCAAGCCC 
TCACTTAGAGATGAGTCCGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGGTT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGAGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAGGAAGGTTTTCGGATC 
GTAAAGCTCTGTCGGGTGGGAAGAAATGTATTGAGGTTAATAGCCTTTGTACTTGACGGTACCGCCAAAG 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTGTTCGGAATCATTG 
GGCGTAAAGAGCGTGTAGGCGGCTAGGCAAGTCAGATGTGAAATCCCTGGGCTTAACCCAGGACGTGCAT 
TTGAAACTGCTTGGCTTGAGTAAGGAAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATA 
TCAGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGTCCTATACTGACGCTGAGACGCGAGAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTTCACTAGGTGTTGAGGGTATTGAC 
CCCTTCAGTGCCGAAGCTAACGCATTAAGTGAACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TGGGCTTGACATCCCGAGAATCTCCTGGAAACAGGGGAGTGCCTTTCGGGGAACTCGGAGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTA 
ATTGCCATCATTCAGTTGGGCACTTTAAAGAGACTGCCGGCGTTAAACCGGAGGAAGGTGGGGATGACGT 
CAAGTCCTCATGGCCTTTATGTCCAGGGCTACACACGTGCTACAATGGGTGGTACAAAGAGCAGCCAACT 
CGCGAGAGTGAGCAAATCTCAAAAAGCCATCCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAG 
TCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCCGGAAAATTGATTGCACCAGAAGTCGTTGAGCTAACCCCTATTTATAGAGGAGGCAGGCGCC 
TACGGTGTGGTTGGTAATCGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGTGGCTGGATCACC 
TCCTTTCT 


>gi|265678986|ref|NR_029294.1| Syntrophus buswellii strain DM-2 16S ribosomal RNA, partial sequence 
TGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGAGAAAATCCGCTTCGGCGGGT 
GAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGATAATCTGCCTTTAAGCGGGGAATAACTTACCGAAAG 
GTGGGCTAATACCCCATAAAGCTATGGAGCTCCGGTTTCATAGCCAAAGAGAGCCTCTGCATGCAAGCCC 
TCACTTAGAGATGAGTCCGCGTACCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGGTT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGAGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAGGAAGGTTTTCGGATC 
GTAAAGCTCTGTCGGGTGGGAAGAAATGTATTGAGGTTAACAGCCTTTGTACTTGACGGTACCGCCAAAG 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCTAGCGTTGTTCGGAATCATTG 
GGCGTAAAGAGCGTGTAGGCGGC TAGGCAAGTCAGATGTGAAATCCCTGGGCTTAACCCAGGACGTGCAT 
TTGAAACTGCTTGGCTTGAGTAGGGAAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATA 
TCAGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGTCCTATACTGACGCTGAGACGCGAGAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCAACGCCGTAAACGATGTTCACTAGGTGTTGAGGGTATTGA 
CCCCTTCAGTGCCGAAGCTAACGCATTAAGTGAACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTGGACTTGACATCCCGGGAATCTCCTGGAAACGGGAGAGTGCCTTTCGGGGAGCCCGGAGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTCGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTT 
AATTGCCATCATTCAGTTGGGCACTTTAAAGAGACTGCCGGCGTTAAACCGGAGGAAGGTGGGGATGACG 
TCAAGTCCTCATGGCCTTTATGTCCAGGGCTACACACGTGCTACAATGGGTGGTACAAAGAGCAGCCAAC 
TCGCGAGAGTGAGCAAATCTCAAAAAGCCATCCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAA 
GTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCCGGAAAATTGATTGCACCAGAAGTCGTTGAGCTAACCCCTATTTATAGAGGAGGCAGGCGC 
CTACGGTGTGGTTGGTAATCGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGTGGCTGGATCAC 
CTCCTTTCT 


>gi|265678985|ref|NR_029293.1| Mycobacterium vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAACGGG 
TGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAC 
ACCCTTCTGGCTGCATGGTCTGGGAGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCT 
TGTTGGTGAGGTTACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGG 
GACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAG 
TGACGGTACCTGGAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGC 
GTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCT 
CAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGC 
GGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAG 
GTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGC 


AACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGTGCCTAGAGATAGGTATTCCCTTGTGGCCT 
GTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTA 
CAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGC 
AACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTG 
GGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTG 
CGGCTGGATCACCTCCTTTCT 


>gi|265678984|ref|NR_029292.1| Corynebacterium ulcerans strain NCTC 7910 16S ribosomal RNA, partial 


sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCNTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGT 
ACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTCTGGGATAAGCCTGGGAAACT 
GGGTCTAATACTGGATAGGACCACACTTTAGTGTGTGTGGTGGAAAGTTTTTTCGGTACGAGATGAGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTG 
GACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAG 
GGACGAAGCTTTTGTGACGGTACCTGTATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGT 
GAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGC 
AGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTA 
AACGGTGGGCGCTAGGTGTGAGGGTCTTCCACGACTTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACAAGATCGGCGTAGAGATACGTT 
TTCCCTTGTGGTTNGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATGAGAGACTGCCGG 
GGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGC 
TACAATGGTCGGTACAACGCGTTGCGAGCCTGTGAGGGTGAGCGAATCGCTGAAAGCCGGCCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCCATGGC 
CCAACAGTTTACTGGGGGGAGTTGGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAGGTAGCC 
GTACCGGAAGGTGCGGCTGT 


>gi|265678983|ref|NR_029291.1| Cellulosimicrobium cellulans strain DSM 
sequence 
GGCGTGCTTAACACATGCAAGTCGAACGGTGATGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGA 
GTAACACGTGAGTAACCTGCCCTTGACTTCGGGATAACTCCGGGAAACCGGGGCTAATACCGGATATGAG 
CTACCTTCGCATGGGGGTGGTTGGAAAGTTTTTCGGTCAAGGATGGGCTCGCGGCCTATCAGCTTGTTGG 
TGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGC 
GACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGG 
TACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTC 
CGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGGTGTGAAATCTCGAGGCTCAACCT 
CGAGCTTGCATCGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGA 
ATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGCAACTGACGCTGAGGAGCG 
AAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGG 
GGCTCATTCCACGAGTTCCGTGCCGCAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCG 
AAGAACCTTACCAAGGCTTGACATGCACGGGAAGCCACCAGAGATGGTGGTCTCTTTGGACACTCGTGCA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAG 
GGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCG 
ACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCGTTCGCGGGGGGA 
GTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGT 


43879 16S ribosomal RNA, partial 


>gi|265678982|ref|NR_029290.1| Cellulomonas uda strain 136 16S ribosomal RNA, partial sequence 


GGCGTGCTTAACACATGCAAGTCGAACGGTGAAGACCAGCTTGCTGGTTGGATCAGTGGCGAACGGGTGA 
GTAACACGTGAGCAACCTGCCCTTCACTCTGGGATAAGCCCTGGAAACGGGGTCTAATACCGGATATGAC 
ATTCCTGCGCATGTGGGGGTGTGGAAAGATTTATCGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTG 
GTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAG 
CGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACG 
GTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGCGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTAGTCGCGTCTGCTGTGAAAACTCGAGGCTCAACC 
TCGGGCTTGCAGTGGGTACGGGCTGACTAGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGG 
AATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCGCAACTGACGCTGAGGAGC 
GAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTG 
GGACCCATTCCACGGGTTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGC 


GAAGAACCTTACCAAGGCTTGACATACACCGGAAAAGTGCAGAGATGTGCTCCCCGTAAGGTCGGTGTAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGG 
GCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGA 
CCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGAGC 
CGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTCGTCGAAGGTGGGACTGGCG 
ATTGGGACTAAGTCGTAACAAGGTAGCCGT 


>gi|265678981|ref|NR_029289.1| Desulforhabdus amnigena strain ASRB1 16S ribosomal RNA, partial sequence 
AATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGCACGAGAAAGTCTGCTTTCGGGCGGGCGAGTAA 
AGTGGCGCACGGGTGAGTAACGCGTAGGTAATCTACCCCTGGATTTGGGATAACAGTGCGAAAGCGCTGC 
TAATACCGGATACGACCTTTTCGCGGGAGCGGGAAGGTGAAAGTCGGCCTCTCGAAGAAGCTGATGTTCG 
GGGATGAGCCTGCGTCCTATCAGCTAGTTGGCAGGGTAAAGGCCTACCAAGGCGACGACGGGTAGCTGGT 
CTGAGAGGATGATCAGTCACACTGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGAA 
TTTTGCGCAATGGCCGCAAGGCTGACGCAGCAACGCCGCGTGGGTGATGAAGGCCTTCGGGTCGTAAAGC 
CCTGTCAGGTGGGAAGAACGATTGGGGGTCGAATAGGCCTTTGATGTGACGGTACCACCAGAGGAAGCAC 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATTCGGAATTACTGGGCGTAA 
AGCGCGTGTAGGCGGCCTGGCAAGTCTGATGTGAAAGCCCCGGGCTTAACCTGGGAAGTGCATTGGAAAC 
TGTCGGGCTTGAGTACTGGAGAGGATGGGGGAATTCCNGGTGTAGAGGTGAANTTCGTAGAGATCGGGAG 
GAATATCAGTGGCGAAGGCGCCCATCTGGACGGTAACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGCACTGGGTGTAGCGGGTACTCATTCCTGCT 
GTGCCGCAGCTAACGCGTTAAGTGCTCCGCCTGGGGATTACGGTCGCAAGACTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTT 
GACATCCCCGGCCCGCTCTGGAAACAGGGAATTCCCNTTCGGGGGACCGGGAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAATCCCTGCCTTTAGTTGCCA 
TCATTGAGTTGGGCACTCTAAAGGGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCAGGGCCTTTATGTCCAGGGCTACACACGTACTACAATGGGCGGTACAAAGGGAAGCGAGCCCGCGAGG 
GGGAGCCAATCCCAAAAAGCCGTTCACAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGAAAGTCGGCTGTACCAGAAGTGCGTGGGCTAACCCTTCGGGGGGGCAGCGCACCAAGGTGTGGTCG 
GTAATTGGGGTG 


>gi|265678980|ref|NR_029288.1| Cellulomonas hominis strain CE40 16S ribosomal RNA, partial sequence 
CTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCCCAGCTTGCTGGGGGGATCAGTGGCGAACG 
GGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACCGGAT 
ACGTGCCGCTCGGGCATCCGATGCGGTTGGAAAGATTTATCGGTCAGGGATGGACTCGCGGCCTATCAGC 
TTGTTGGTGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTG 
ATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAA 
GTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACTCGAGGC 
TCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAG 
CGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGCAACTGACGCTG 
AGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTA 
GGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATG 
CAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGATGGTTGCCCCGCAAGGTCG 
GTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCGTCCTATGTTGCCAGCGGGTCATGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTA 
CAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCA 
ACTCGACCCCATGAAGTCGGAGTCCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTCCCCGG 
GCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACTC 


>gi|265678979|ref|NR_029287.1| Nitrospira moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 
TGGCTCAGAACGAACGCTGGCGGCGCGCCTAATACATGCAAGTCGAGCGAGAAGGCGTAGCAATACGCTT 
GTAAAGCGGCGAACGGGTGAGGAATACATGGGTAACCTACCCTTGAGTGGGGAATAACCAGCCGAAAGGT 
TGGCTAATACCGCATACGATTCCCGGACTGCGGTTCGGGAAAGAAAGCGTTACCGTGGGTAGCGCGCTCT 
TGGATGGGCTCATGTCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCTTCGACGGGTAGCTGGT 
CTGAGAGGACGATCAGCCACACTGGCACTGCGACACGGGCCAGACTCCTACGGGAGGCAGCAGTAAGGAA 
TATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGAAGGTCTTCGGATTGTAAACC 
CTTTCGGGAGGGAAGATGGAACGGGTAACCGTTCGGACGGTACCTCCAGAAGCAGCCACGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGTGGCAAGCGTTGTTCGGATTCACTGGGCGTACAGGGAGCGTAGG 
CGGTTGGGTAAGCCCTCCGTGAAATCTCCGGGCCTAACCCGGAAAGTGCAGAGGGGACTGCTCGGCTTGA 
GGATGGGAGAGGAGCGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAAGGCCGGTGG 
CGAAGGCGGCGCTCTGGAACATTTCTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCTTAAACTATGGATACTAAGTGTCGGCGGGTTACCGCCGGTGCCGCAGCTAACGC 
AGTAAGTATCCCGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCCAGGCTGGACATGCACGTAGTAG 
GAGGATGAAAGTCCGACGAGGTAGCAATACCAGCGTGCTCAGGTGCTGCATGGCTGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCTTCAGTTGCCACCGGGTCATGCCGGG 


AACTCTGGAGAGACTGCCCAGGAGAACGGGGAGGAAGGTGGGGATGACGTCAAGTCAGCATGGCCTTTAT 
GCCTGGGGCCACACACGTGCTACAATGGCCGGCACAAAGAGCTGCAAACCCGTGAGGGGGAGCCAATCTC 
AAAAAACCGGCCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGGCGGAATCGCTAGTAATCGC 
GGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTTGT 
TGTACCTGAAGTCGTCGACGCCAACCGCAAGGGGGCAGGCGCCCACGGTATGACCGATGATTGGGGTGAA 
GTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTT 


>gi|265678978|ref|NR_029286.1| Actinomyces meyeri strain Prevot 2477B 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTAGCTTG 
CTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCTTCTTTGGGATAACGCCCG 
GAAATGGGTGCTAATACTGGATATTCACTGGTCTTCGCATGGGGGTTGGTGGAAAGGGTTTTTCTGGTGG 
GGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGC 
CTGAGAGGGTGACCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACC 
TCTTTCGCTCATGGTCAAGCCGCAACTGTGGGTTGTGGTGAGGGTAGTGGGTAAAGAAGCGCCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTG 
TAGGCGGTTGGTCGCGTCTGTCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGC 
TTGAGTGCGGTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCG 
GTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCACCCGTGGTTTCTGCGCCGTA 
GCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCG 
CCCTGGGCGTGCGGAGACGTGCGTGCATTTGGTTGGGGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCACGTTGTGG 
TGGGGACTCGTGGGGGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGTCTTGGGCTTCACGCATGCTACAATGGTTGGTACAGAGGGTTGCGATATCGTGAGGTGGAGCGAA 
TCCCTTAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAA 
TCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAG 
TTGGTAACACCCGAAGCCCATGGCCTAACCCGGTTTTTGCT 


>gi|265678977|ref|NR_029285.1| Pseudoalteromonas espejiana strain 261 16S ribosomal RNA, partial sequence 
CGGCAGGCTAACACATGCAAGTCGAGCGGTAACNNNAGTAGCTTGCTACTTTGCTGACGAGCGGCGGACG 
GGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATA 
ATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTG 
AGGTAATGGCTCACCAAGGCAACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCA 
TGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGNTTAGTAGTTAAT 
ACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGA 
AAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAAT 
TTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAA 
CACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGTCTACTAGAAGCTCGGAGCCTCGGCTCTGTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGG 
AGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGATGGTTTGGTGCCT 
TCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGAT 
AAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACA 
ATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATT 
GGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGATAGTCTAAC 
CCTCGGGAGGA 


>gi|265678976|ref|NR_029284.1| Prevotella dentalis strain ES2772 16S ribosomal RNA, partial sequence 
CTACAGGCTTAACACATGCAAGTCGAGGGGCAGCATGGCGGATGCTTGCATCTGCCGATGGCGACCGGCG 
CACGGGTGAGTAACGCGTATCCAACCTACCTTCAAGCAGGGGACAATCCGTAGAAATGCGGTCTGATACC 
CTATGTATTCCAACGAGGTCCTCCGTGTTGGAAGAAAGGTTTATCCGCTTGTTGATGGGGATGCGTCCGA 
TTAGCTTGTTGGCGGGGCAACGGCCCACCAAGGCAACGATCGGTAGGGGTTCTGAGAGGAAGGTCCCCCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAA 
GCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTATGGGTTGTAAACTGCTTTTATACGGGGATAA 
AGTGCGCCACGTGTGGTGTTTTGCAGGTACCGTATGAATAAGGACCGGCTAATTCCGTGCCAGCAGCCGC 
GGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGCATGTCAAGC 
GTGTTGTGAAATGCAGGTGCTCAACACCTGGATTGCAGCGCGAACTGTCGTGCTTGAGTGTGCGCAACGT 
TGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACCCCGATTGCGAAGGCAGCTGA 
CGGGAGCATAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTAGTCCGC 
ACGGTAAACGATGGATGCCCGCCGTCCGCCCTTTTATTGGGCGTGTGGCCAAGCGAAAGCATTAAGCATC 
CCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAAC 
ATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAATTGCAGAGGAACGATCCAGAGAT 
GGTGAGGCCCTTCGGGGCTTCTGCGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGC 
TCAAGTGCCATAACGAGCGCAACCCCTCTCCGCAGTTGCCATCGGGTCATGCCGGGCACTCTGTGGACAC 
TGCCGCCGCAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCTACAC 
ACGTGTTACAATGGGGGGCACAGCAAGCCGGCCGCGTGCAAACGCGGTCCAATCCTGAAATCCCCCCTCA 
GTTCGGACTGGGGTCTGCAACCCGACCCCACGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCG 


CGGTGAATACGTNCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGTGCCTGAAGTCC 
GTGACCGGAAGGATCGGCCTAGGGCAAAACTGGTGATTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGG 
AG 


>gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis strain BAL-1 16S 
TGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCAAGGGTCATTTCGG 
TGACACTGGCGCACGGGTGAGTAACACGTGGATAATCTACCTTTAAGCCTGGGACAACAGTTGGAAACGA 
CTGCTAATACCGGATACGCACTCCGGTGGAAAGATGGTTTCGCCCATTGCTTATAGATGAGTCCGCGCAT 
GATTAGCTAGTTGGCGGGGTAAGGGCCCACCAAGGCGAAGATCATTAGCCGACCTGAGAGGGTGATCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGACAGCAGTGGGGAATATTGCGCAATGGACGT 
AAGTCTGACGCAGCAACGCCGCGTGGATGATGAAGGTCTTCGGATCGTAAAGTCCTTTAGATGGTGAAGA 
ACCGATGTGAGAGGAAATGCTCATATCCTGACGGTAGCCATAGAATAAGCTCCGGCTAAATCCGTGCCAG 
CAGCCGCGGTAATACGGGTGGAGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGTTT 
TTTAAGTCTGCATTGTAAGTTCAGTGCTTAACGCTGAAATTGGTGCGGAAACTGGAAGACTAGAGTACTG 
TAGGGGAAAGCGGAATGTCCGGTGTAGCAGTGAAATGCGTAGAGATCGGATGGAACACCGAAAGCGAAGG 
CAGCTTTCTGGGCAGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGGATGCTAGATGTTGGCGAGGTTACCTTGTCAGTGTCGGAGCTAACGCAAT 
AAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGTCTTGACATCCCTTTGCTCGGTA 
TAGAGATATATCTTTCCCTTCGGGGACAAGGGTGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCTATTAGTTGCCATCATTAAGTTGGGCACTCT 
AATGGGACAGCCGGAGTAATCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGACCAGG 
GCTACACACGTGCTACAATGGCATGGACAAAGAGAAGCAAAGCCGCGAGGTGGAGCAAACCTCAAAAACC 
ATGTCTTAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAG 
CACACTGCGGTGATTACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGTTGTGCCA 
GAAGCGGATGACCGAATCGCAAGATAGGAATCTTCCAAGGCAGGACTGGTGATTGGGGTGAAGTCGTAAC 
AAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTT 


ribosomal RNA, 


complete sequence 


>gi|265678974|ref|NR_029282.1| Rhodothermus marinus strain R-10 16S ribosomal RNA, complete sequence 


TTACTACGGAGAGTTTGATCCTGGCTCAGGGCGAACGCTGGCGGCGGGCCTAACACATGCAAGTCGTACG 
CGGGTTCTCCTTTCGGGAGAACTGCCGAGTGGCGAACGGGTGCGTAACGCGTAGGTAACCTGCCCTCGAG 
TGGGGGATAACTCCGGGAAACCGGGGCTAATACCGCATATTGTCCCGGGACCGCATGGCTCCGGGATGAA 
AGCCCTCTGGGCGCTCGAGGATGGGCCTGCGTCGGATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGC 
GACGATCCGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGCACTGAGACACGGGCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATCTTGGGCAATGGGCGAAAGCCTGACCCAGCCACGCCGCGTGGAGGATGAAGC 
TCTTCGGGGTGTAAACTCCTTTTCTGGGGGAAGAAATCCCGGCTCTGGTCGGGACTGACGGTACCCCAGG 
AATAAGCGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGCGCAAGCGTTGCCCGGAATCAC 
TGGGTGTAAAGGGTGCGTAGGCGGGGCTGTAAGTCAGAGGTGAAAGCCTCCGGCTCAACCGGAGAATTGC 
CTCTGATACTGCAGCTCTTGAGTCCCGGAGAGGCCGCTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGA 
TATCAGGAGGAACACCGGAGGCGAAGGCGGGCGGCTGGACGGGGACTGACGCTGAGGCACGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTCGGCGTTGCCGCCTTCG 
GGCGGCAGTGCCTAAGCTAACGCGGTAAGCATCCCACCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGCTTAATTCGATGCTACGCGAGGAACCTTACC 
TGGGCTCGAACACCACCGGACAGCCCCCGAAAGGGGGTCTCCCGCAAGGGCTGGTGGTGAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCGCCAGTT 
ACCAGCGGGTAATGCCGGGGACTCTGGCGGGACTGCCTGCGCAAGCAGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGCCCAGGGCTGCACACGTGCTACAATGGCCGGTACAATGGGCAGCCACCCCG 
CGAGGGGGAGCGAATCCCTAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCCG 
GAATCGCTAGTAATCGCGCATCAGCTACGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CAACCCATGGGAGCCGGGGGCGCCCGAAGTCCGTGACCCAACCTGCTTCGGCGGGAGGGAGCGGCCTAAG 
GCGAACCCGGTGACTGGGGGTAAGTCGTAACAAGGTAGCCGTACGGGAACGTGCGGCTGGATCACCTCCT 
AAA 


>gi|265678973|ref|NR_029281.1| Arthrobacter ureafaciens strain NC 16S ribosomal RNA, partial sequence 


GATCCTGGCTCAGGATGAACTCTGACGGCGTGCTTAACACATGCAAGTCGAACGATGATCCGGTGCTTGC 
GCCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTNCCCTTGACTCTGGGATAAGCCTGGG 
AAACTGGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTTTGTGGTTTTGG 
ATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGNCCTACCAAGGCGACGACGGGTAGCCGGCCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCAGTAGGGAAGAAGCCCTCTTTGGGGGTGACGGTACTTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCTGCTGTGAAAGACCGGGGCTCAACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGCA 
GTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG 
GCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGTTGGNGACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGAAAG 
ACCTGGAAACAGGTGCCCCGCTTGCGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGTTCGGCCGGGGACTC 
ATAGGAGACTGCCGGGGTCAANCTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCT 
TGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 


CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAACTCACGAAAGTTGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGT 


>gi|265678972|ref|NR_029280.1| Actinomyces gerencseriae strain 2-606-032 16S ribosomal RNA, partial 
sequence 
GGGTTCTGGGGGTTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTTCTGGATAACCG 
CTTGAAAGGGTGGCTAATACGGGATGTTTCTGGGTCTGTCGCATGGCGGGTTCGGGAAAGATGGCACTGT 
TTGGTGTTTTTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTGCCAAGGCT 
TTGACGGGTAGCCGGCCTGAGAGGGTGGGCGGTCACACTGGGACTGAGATACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGTCGCGTGAGGGATGGAGGC 
CTTCGGGTTGTGAACCTCTTTCGCCAGTGAGGAAGGCCTTGCCCGTGTGGTGGGGTTGACGGTAGCTGGG 
TTAATTGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAA 
TTATTGGGCGTAAAGGGCTTGTAGGCGGTTGGTCGCGTCTGCCGTGAAATCCTCTGGCTCAGCTGGGGGC 
GTGCGGTGGGTACGGGCTGGCTTGAGTGCGGTAGGGGAGGCTGGAACTCCTGGTGTAGCGGTGGAATGCG 
CAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGC 
GTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGGT 
CTTTCCGGGTCCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGA 
ACCTTACCAAGGCTTGACATGTGCCGGTTGTCCTTCGGAGACGGAGGGTCCTCCCTTTGCGGGGGTCGGT 
TCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGTCCCGTGTTGCCAGCACGTCGTGGTGGGGACTCGCGGGAGACTGCCGGGGTTAACTCGGAGGAG 
GGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACA 
GTGGGTTGCGATGTCGTGAGGCGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAAC 
TCGACACCGTGAAGCTGGAGTCGCTAGTAATCGCAGATCAGCAGCGCTGCGGTGAATACGTCCTCGGGCC 
TTGTACACACCGCCCGTCACGTCATGAAAGCTGGCAACACCNGAAGCCC 


>gi|265678971|ref|NR_029279.1| Oerskovia turbata strain 27 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGCCCA 
GCTTGCTGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCCGGGATAAG 
CCTTGGAAACGAGGTCTAATACTGGATACGAGATGCCCCTGCATGGGGAGTGTCTGGAAAGATTTATCGG 
TCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAA 
ACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTT 
GTCGCGTCTGGTGTGAAAACTCAAGGCTCAACCTTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGCGG 
TAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGG 
CAGGTCACTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCAAACGCA 
TTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACT 
TCCAGAGATGGTTGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCTTATGTTGCCAGCACGTCATGGTGGGGACTCAT 
AAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGG 
GCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGC 
CGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACC 
CGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCC 


>gi|265678970|ref|NR_029278.1| Sanguibacter suarezii strain ST26 16S ribosomal RNA, partial sequence 
GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGGAGGAG 
CTTGCTCTTCCTGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAC 
TTCGGGAAACCGTGGCTAATACCGGATATGAGATGCGACCGCATGGTCTGTGTCTGGAAAGTTTTTCGGT 
CAAGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAA 
CCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTG 
TCGCGTCTGGTGTGAAAACTCAAGGCTCAACCTTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGTGGT 
AGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGC 
AGGTCACTGGGCCACTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGCGCCGCACGTAACGCAT 
TAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAATCAT 
GCAGAGATGTGTGCGTCTTCGGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGGACTCATA 
GGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGG 
CTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCC 
GGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCC 
GAAGCCGGTGGCCTAACCCCTTGTGGGATGGAGCCGTCGAAGGTGGGATTGGCGATTGGGACTAAGTCGT 
AACAAGG 


>gi|265678969|ref|NR_029277.1| Sanguibacter inulinus strain ST50 16S ribosomal RNA, partial sequence 


GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACATCAG 
AGCTTGCTCTGGTTGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATA 
ACTCCGGGAAACCGGGGCTAATACCGGATACGAGACGCGACCGCATGGTCGGCGTCTGGAAAGTTTTTCG 
GTCAAGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGC 
CGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTA 
AACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCTGGTGTGAAAACTCAAGGCTCAACCTTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGTG 
GTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG 
GCAGGTCACTGGGCCACTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGCGCCGCACGTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAATC 
ATGCAGAGATGTGTGCGTCTTCGGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGGACTCA 
TAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAG 
CCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCTAACCCCTTGTGGGATGGAGCCGTCGAAGGTGGGATTGGCGATTGGGACTAAGTC 
GTAACAA 


>gi|265678968|ref|NR_029276.1| Desulfuromusa succinoxidans strain Gylac 16S ribosomal RNA, partial 


sequence 
GTATGCCTAACACATGCAAGTCGAACGCGAACGGAATCTTCGGATTCCNAGTAGAGTGGCGCACGGGTGA 
GTAACACGTGGATAACCTGCCCTAGAGTCTGGGATAACACTCCGAAAGGAGTGCTAATACCGGATAAGAC 
CACGCCTTCCTCGGAAGAAGTGGGAAAAGATTTATTGCTCTAGGATGGGTCCGCGGTCCATTAGCTAGTT 
GGTGGGGTAATGGCCTACCAAGGCTGCGATGGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACT 
GAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCA 
GCAATACCGCGTGAAGGATGAAGGCCCTTGGGTCGTAAACTTCTGTCAGAGGGGAAGAAATACTCGCAAG 
AGTGCTGACGGTACCCTCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTG 
CAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCATGTAGGCGGTCTGTTAAGTCTGGTGTGAAAGCCCG 
GGGCTCAACCCCGGAAGTGCATTGGATACTGGCGACTTGAGTATGGGAGAGGAAAGTGGAATTCCGAGTG 
TAGGAGTGAAATCCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCAATACTGACG 
CTGAGATGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTA 
CTAGGTGTTGCGGGTAACCACTCCTGCAGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
CGCAACGCGAAGAACCTTACCTAGGCTTGACATCCCGATCGCACTCTATGGAAAAATAGAGGTCAGCTTG 
GCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGGAGACTGCCGGTGTTAAAC 
CGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGCCTAGGGCTACACACGTGCTACAATGG 
CCGGTACAAAGGGCAGCAATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAG 
TCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGTATCAGCATGACGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCTATTGTACCGGAAACCGGTGGGCTAACCTTC 
GGGGAGCAGCCGTTTATGGTATGATCGGTAACTGG 


>gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii strain Kysw2 16S 
ATGCCTAACACATGCAAGTCGAACGCGAACGGAATCTTCGGATTCCAAGTAGAGTGGCGCACGGGTGAGT 
AACACGTGGATAATCTGCCCTAAGGTCAGGGATAACACTTCGAAAGGGGTGCTAATACCGGATAAGCTCA 
CGCCCTCCTCGGAGGAGGTGAGAAAAGATTTATTGCCTTAGGATGAGTCCGCGGTCCATTAGCTAGTTGG 
TGGGGTAATGGCCTACCAAGGCTGCGATGGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGA 
GACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGC 
AATACCGCGTGAAGGATGAAGGCCCTTGGGTCGTAAACTTCTGTCAGAGGGGAAGAAATACTCGCAAGAG 
TGCTGACGGTACCCTCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCA 
AGCGTTGTTCGGAATTATTGGGCGTAAAGAGCATGTAGGCGGCTTGTTAAGTCTGGTGTGAAAGCCCGGG 
GCTCAACCCCGGAAGTGCATTGGATACTGGCAGGCTTGAGTATGGGAGAGGAAAGTGGAATTCCGAGTGT 
AGGAGTGAAATCCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCAATACTGACGC 
TGAGATGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTAC 
TAGGTGTTGCGGGTAACCACTCCTGCAGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAC 
GCAACGCGAAGAACCTTACCTAGGCTTGACATCCCGATCGTACTCTATGGAAAAATAGAGGTCAGCTTGG 
CTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGGAGACTGCCGGTGTTAAACC 
GGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGCCTAGGGCTACACACGTGCTACAATGGC 
CGGTACAAAGGGCAGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGT 
CTGCAACTCGACTCTATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCTATTGTACCGGAAACCGGTGGGCTAACCTTCG 
GGGAGCAGCCGTTTATGGTATGATCGGTAACTGGGGTG 


ribosomal RNA, partial sequence 


>gi|265678966|ref|NR_029274.1| Jonesia denitrificans strain 55134 16S ribosomal RNA, partial sequence 


GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGACCG 
GAGCTTGCTTTGGTTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTCGGGA 
TAACCATTGGAAACGGTGGCTAATACCGGGTATGACATCAGATCGCATGGTTTGGTGTGGAAAGGTTTTT 
TCTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGG 
TAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGT 
TGTAAACCCCTTTCAGTAAGGAACAAGGCCATGATTGTTGTTGTGGTGAGGGTACTTGCAGAAGAACGGC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAACGGTTGTCCGGAATTATTGGGCGTAA 
AGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAATCCCGATGCTTAACGTCGGGCTTGCGGTGGGTAC 
GGGCAGGCTGGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAG 
GAACACCGATGGCGAAGGCAGGTCACTGGGCCGTTACTGACGC TGAGGAGCGAAAGCATGGGGAGCGAAC 
AGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGATTGTTCCACGATTCC 
TGTACCGTACGTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT 
TGACATACGCTAGATCGCTCCAGAGATGGGGTTTTCCTTTGGACTGGTGTACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTATGTTGCCAGCA 
CGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCAT 
CATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGT 
GGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTC 
GCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGT 
CACGAAAGTTGGTAACACCCGAAGCCGGCGGCCTAACCCCTTTTGGGGAGGGCGTTCTCGAAGGTGGGAC 
TGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|265678965|ref|NR_029273.1| Marinovum algicola strain FF3 16S ribosomal RNA, partial sequence 
ACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGCTCTTCGGAGCTAGCGGCGGACGGGTTA 
GTAACGCGTGGGAACGTGCCCTTCACTGCGGAATAGCCACTGGAAACGGTGAGTAATACCGCATACGCCT 
TCGGGGGAAAGATTTATCGGTGAAGGATCGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAACGGCCTAC 
CAAGTCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGAGATGATAATGACAGTATCTGGTAAAGAAACCCCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGATCAGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTCC 
TGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGTAGCATGCTATTCGGTGAC 
ACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACAT 
CCTCAGCTACATCGAGAGATCGATGGTCCTCGGGACTGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCCTAGTTGCCAGCAGTTCGGCT 
GGGCACTCTATGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCTT 
ACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAACTGTCTCAGTTCG 
GATTGTCGTCTGCAACTCGACGGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCCGTGCGC 
CAACCTTTCGAGGAGGCA 


>gi|265678964|ref|NR_029272.1| Kineococcus aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
GGCGTGCTTAACACATGCAAGTCGAACGGTGAACCCCTTCGGGGGGATCAGTGGCGAACGGGTGAGTAAC 
ACGTGAGCAACCTGCCCCTGGCTCTGGGACAACCACTGGAAACGGTGGCTAATACCGGATACGACCTGCC 
TCGGCATCGAGTGCGGGTGGAAAGTTTTTCGGCTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG 
GTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACG 
CCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCTCCGAAGAAGCGCAAGTGACGGTAGG 
AGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGA 
ATTATTGGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGCGTCTGCTGTGAAAACTCAGGGCTCAACTCTGA 
GCTTGCAGTGGGTACGGGCACACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATG 
CGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTTACTGACGCTGAGGAGCGAAA 
GCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGT 
CCATTCCACGGATTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAG 
AACCTTACCAAGGCTTGACATGCGCGGTGGAATCCCAGAGATGGGGNGTCATTTAGTTGGTCGCGTACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCG 
TTCCATGTTGCCAGCACTTGCGGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCAGTACAGAGGGC 
TGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACC 
CCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGCCTTGTACA 
CACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAACCGGTGGCCCAACCCGTCAGGGGGANNNGTCG 
AAGGTGGGACGTGGCGA 


>gi|265678963|ref|NR_029271.1| Clostridium rectum strain PCL 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCTAGCTTGATCCTT 
CGGGTGATGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTGCAGTCTGGGACAACATTTGGAA 
ACGAATGCTAATACCGGATATTATGTGAGTTTCGCATGAAATTCATATGAAAGCTATATGCGCTGCAGGA 
GAGCTTTGCGTCCTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGATGATAGGTAGCCGGCCTGA 


GAGGGTGAACGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTTTTCGGAATGTAAAGTGCTT 
TCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGG 
TAATACGTATGTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCGTAGGCGGTTTGGTAAGTCT 
GATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTCCAAACTAGAGTACTGGAGAGGTGG 
GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACT 
GGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGCCTGGTAGTC 
CACGCCGTAAACGATGATTACTAGGTGTTGGGGGTCGAACCTCAGCGCCCAAGCTAACGCGATAAGTAAT 
CCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCGTTTGACATCCTAAGAAATTAGCAGAGATG 
CTTTTGTGCCTTCGGGGGAACTTAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCGTATGTTGCCATCATTAAGTTGGGCACTCATGCGATA 
CTGCCTGCGATCAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACGCTGGGCTACA 
CACGTGCTACAATGGGTAGTACAGAGAGTCGCAAACCTGCGAGGGGGAGCTAATCTCAGAAAACTATTCT 
CAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCTATGT 
TGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGT 
AGCAGGCCTAACCGCAAGGAGGGATGCTCCGAGGGTGTGATTAGCGATTGGGGTGAAGTCGTAACAAGGT 
ATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|265678962|ref|NR_029270.1| Clostridium litorale strain W6 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAACAAAGC 
GATGTGAAGCCTTCGGGTGGATCATCGCGGCGTGAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGC 
CCTGTACACTGGGATAACGCACCGAAAGGTGTGCTAATACCGGATAAAGTGAACCTTTCGCATGGAAGGA 
TCACCAAAGCTCCGGCGGTACAGGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCA 
AGGCGACGATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATG 
AAGGCCTTCGGGTCGTAAAGCTCTGTCCTAAGGGAAGATAATGACGGTACCTTAGGAGGAAGCCCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGT 
GCGTAGGCGGCTGATAAAGTCCGAGGTGAAAGGCTACGGCTTAACCGTAGTAAGCCTTGGAAACTTATCA 
GCTTGAGTACAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACAC 
CAGTGGCGAAGGCGACTTTCTGGACTGTTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGGTCGAACCTCGGTGCCGCAGCT 
AACGCATTAAGCACTCCGCCTGGGGAGTACGTTCGCAAGAATAAAACTCAAAGGAATTGACGGGGACCCG 
CACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTTGACATCCCTTT 
GACCGCTTCTTAACCGAAGCTTTCCCTTCGGGGACAAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCTTTAGTTGCCAGCATTAAGTGG 
GCACTCTAGAGAGACTGCCGAGGATAACTCGGAGGAANNTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGTTCAGGGCTACACACGTGCTACAATGGGCGGTACAACGGGCAGCAATCTCGCGAGAGCAAGCCAATCC 
CTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCG 
CGATCAGAATGCCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGG 
GGCGCCCGAAGTCAGTTATCCAACCGCAAGGAGGCTGCCGAAGGTGAAATCAATGACTGGGGAAGTCGTA 
ACAAGGTAGCCGTATCGGAAGGTCGGCTGGA 


>gi|265678961|ref|NR_029269.1| Clostridium propionicum strain X2 16S ribosomal RNA, partial sequence 
GAGAGTTTGTCCTGGCTCAGGTGAANCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAATATGC 
AATCGGAGCTTCGGCAGGAAGATTACATATTTTAGCGGCGGACGGGTGAGTAACGTGTGGGCAACCTGCC 
CTGTACTGTGGAATAATCACTGGAAACGGTGACTAATACCGCATGTCATTGCGAGAGGGCATCCTCTTGC 
AAGAAAAGGATTTATTCGGTACAGGATGGGCCCGCATCTGATTAGCTAGTTGGTGAGATAACAGCCCACC 
AAGGCAACGATCAGTAGCCGACCTGAGAGGGTGATCAGGCCACCATTGGGCTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCGCGTGAAGGAA 
GAAGGGTTTCGGCTCGTAAACTTCTATCAACAGGGACGAAAAAAATGACGGTACCTGAATAAGAAGCCCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAA 
GGGAGAGTAGGCGGCATGGTAAGTTAGATGTGAAAGCCCGAGGCTTAACCTCGGGATTGCATTTAAAACT 
ATCAAGCTAGAGTACAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAG 
AACACCAGTGGCGAAGGCGACTTACTGGACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGGGGAACCCTCGGTGCC 
GCAGCTAACGCAATAAGCACTCCACCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATC 
CCTCTGACCGGTGTAGAGATACACCTTCTCTTCGGAGCAGAGGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTTAGTAGCCATCATTCAG 
TTGGGCACTCTAGGGAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGTCTTGGGCTACACACGTGCTACAATGGCTGGTAACAAAGTGACGCAAAACGGCGACGTCGAGCA 
AATCACAAAAACCCAGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGT 
AATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGAAGCACCCGAAGTCGGTGACCTGACCGTAAGAAGGAGCCGCCGAAGGTGAAGCCAGCGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGNTGNATCACCTCCT 


>gi|265678960|ref|NR_029268.1| Oxobacter pfennigii strain V 5-2 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGTAGCA 
GCAATGTATCTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGGATAGCCACC 
NGAAAGGGTNATTAATACCGCATGATGCGGAGCTTGGGCATCCATTAAAGGAGAAATCCGCTATGAGATG 
GAGATGGCCCGCGGACCCATTAGCTAGTTGGTGAGATAGCAGCCCACCAAGGCGACGATGGGTAGCCGAT 
CTGAGAGGATGAACGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 


TATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAGC 
TCTTTAATCAGGGATGATAATGACAGTACCTGAGGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGAAACTTAAGTC 
AGATGTGAAAGCCCGGGGCTTAACCTCGGGATTGCATTTGAAACTNNNATCTAGAGTGCAGGAGAGGAAA 
GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCT 
GGACTGTAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
TGTAAACGATGAGTGCTAGGTGTAGGGGGTATCGACACCCTCTGTGCCGCAGCAAACGCAATAAGCACTC 
CGCCTGGGGACTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCAGCGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCGTAACAAATCCTTCAGAGATC 
GAGGGAGTGCCCTTCGGGGAATGTTAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCAAACAGTTTGGCTGTGCACTCTAAAGG 
GACTGCCGATGAGAAATCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTA 
CACACGTGCTACAATGGCTAGAACAATGAGAAGCAAAACTGCGAAGTGGAGCAAATCTAAAAAACTAGTC 
CCAGTTCGGATTGATGGCTGCAACCCGCCATCATGAAGCCGGAGTTACTAGTAATCGCGAATCAGCATGT 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCTGCAACACCCGAAGC 
CTGTGAGCTAACTATATGAGGCAGCAGTCGAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTA 
GCCGTATCAGAAGTCGCTGA 


>gi|265678959|ref|NR_029267.1| Clostridium formicaceticum strain Al 16S ribosomal RNA, partial sequence 
GAGAGTTTGTCCTGGCTCAGGTGAACGGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAACCGATTT 
ATCGGAAGCCTTCGGTGGAAGATGATGAGGTTAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTACCT 
TGTACAGGGGGATAACAGTCGGAAACGATTGCTAATACCGCATAAAGCTATTTTAAGGCATCTTAGAATA 
GCCAAAAGATTTATTGGTCACAAGATGGGCCCGCGTCCTGTATTAGCTAGTTGGNGGGGTAAAGGCCTAC 
CAAGGCGACGACTGTAGCCGACCTCAGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGAACTGAGACA 
CGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGC 
CGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTTTCGAGGGAAGAAAAATGACGGTACCTCGGG 
AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCAC 
TGGGCGTAAAGGGTGCGTAGGCCAATAAAGTCTAGGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTG 
GAAACTTATTGGCTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATT 
AGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAG 
CGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTCAAACCTC 
AGTGCCGCACGTAACGCATTAAGCACTCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATT 
GACGGGGACCCGCACAAGCAGCGGACGATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACT 
TGACATCCTTATGACCGCTTTTTAACAGAAGCTTTCCCTTCGGGGACAGAAGTGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCC 
AGCATTCGGATGGGCACTCTAGAGAGACTGCCGGGGACAACTCGGAGGAAGGTGGGGGTGACGTCAAATC 
ATCATGCCCCTTATGTTCAGGGCTACACACGTGCTACAATGGCCGATACAAAGGGCAGCGAAGGAGTAAT 
CTGGAGCGAATCTCATAAAGTCGGTCTCAGTTCGGATTGTGGGCTGAAACTCGCCCACATGAAGTTGGAG 
TTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACA 
CCATGGGAGTCGGAAGCGCCCGAAGCCAGCTACTTTAACCGAAAGGAGAGAGCTGTCGAAGGTGAAGCCG 
ATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|265678958|ref|NR_029266.1| Azoarcus evansii strain KB740 16S ribosomal RNA, partial sequence 
TTTGATTCGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTC 
GGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCAGTCATGGGGGATAACTACGC 
GAAAGCGTAGCTAATACCGCATACGCCCTGAGGGGGAAAGCGGGGGATCGCAAGACCTCGCGTGATTGGA 
GCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTCTGA 
GAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTT 
GGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTT 
TCAGACGGAAAGAAAACGCTTCCCCTAATACGGGAGGTGGATGACGGTACTGTCAGAAGAAGCACCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGT 
GCGCAGGCGGTTGTGTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGCAC 
GGCTAGAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACA 
CCGATGGCGAAGGCAGCCCCCTGGGCCGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGAGGTAACTCACTGAGTGAC 
GCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACAT 
GCCTGGAATCCTTGAGAGATCAGGGAGTGCCTTCGGGAGCCAGGACACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAATTGCCATCATTTG 
GTTGGGCACTTTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGCTGCCAAAGCGCGAGCTGGAGCC 
AATCCCTTAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGT 
AATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGGTTTCACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTAT 


>gi|265678957|ref|NR_029265.1| Microbacterium arborescens strain DSM 20754 16S ribosomal RNA, partial 
sequence 

GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCAGAGCTTGCTCTGTGGATCAGT 
GGCGAACGGGTGAGTAACACGTGAGCAATCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAA 
TACCGGATACGAGCTGCGACCGCATGGTCAGTAGCTGGAAAGAATTTCGGTCAGGGATGAGCTCGCGGCC 
TATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 


AAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGA 
AGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGCTGTGAAAAC 
CCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACT 
GACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTG 
GGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATAGAGGAAACGTCTGGAAACAGTCGCCCCGC 
AAGGTCTCTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATG 
GCCGGTACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAG 
GTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCCAACCC 
TTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGA 


>gi|265678956|ref|NR_029264.1| Pseudoclavibacter helvolus strain DSM 20419 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGCAACGTGCCCATAACTCTGGGATAACCTCCGGAAACGGTGGCTAA 
TACTGGATATCTAACATGATCGCATGGTCTGTGTTTGGAAAGATTTTTTGGTTATGGATCGGCTCACGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
AAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGCGAAAGTGACGGTACCTGCACAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAT 
CCCGAGGCTCAACCTCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCATTAC 
TGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTT 
GGGCGCTAGATGTGGGGACCATTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGTTCAGAAATGTTCGCCCCG 
CAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTCGTATGTTGCCAGCACGTAATGGTGGGAACTCATATGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAAT 
GGCTGGTACAATGGGCTGCAATACCGCGAGGTGGAGCGAATCCCAAAAAGCCAGTCTCAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACTCCCGAAGCCGGTGGCCTAACC 
TTTTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCG 


>gi|265678955|ref|NR_029263.1| Clostridium intestinale strain Catt39 16S ribosomal RNA, partial sequence 
CACATGCAAGTCGAGCGAGGAAATTGCTTCGGTAATTTCCTAGCGGCGGACGGGTGAGTAACACGTGGGC 
AACCTGCCTGATAGAGGGGGATAGCCTCCCGAAAGGGAGATTAATACCGCATAAAGTCAAATGAAGGCAT 
CTTCAAATGACCAAAGGAGTAATCCGCTATCAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAAC 
GGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCG 
TGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAA 
GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGC 
GTAAAGGGAGCGTAGGCGGATACTTAAGTGGGATGTGAAATACCTGGGCTTAACTTGGGTGCTGCATTCC 
AAACTGGGTGTCTAGAGTGTTGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTA 
GGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGGTATCNACTCC 
CCCTGTGCCGCCGTTAACACAATAAGTACCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAG 
ACTTGACATCTCCTGAATTACTCTTAATCGAGGAAGTTCTCCTTCGGGGAGGACAGGAAGACAGGTGGTG 
CATGGTTGTCGTCACCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTA 
GTTGCTACCATTTAGTTGAGCACTCTAGCAAGACTGCCGTGGTTAACGCGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCGAGTACAAAGAGACGCAAAGC 
CGCGAGGTGGAGCAAAACTTATAAAACTCGTCTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAG 
CTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGAGAGTTGGCAATACCCGAAGTCCGTAGCCTAACCTTTAGGAGGG 


>gi|265678954|ref|NR_029262.1| Brevibacterium epidermidis strain P159 16S ribosomal RNA, partial sequence 
CTGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCGACAGCTTGCTGTTGGTGGATGAGTGGCGAACG 
GGTGAGTAACACGTGAGTAACCTGCCCCTGATTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGAT 
ACGACCACCTGACGCATGTTGNGTGGTGGAAAGTTTTTCGATCGGGGATGGGCTCGCGGCCTATCAGCTT 
GTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGAT 
GCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCGAAAGT 
GACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACGAGCG 
TTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTGGTCACGTCTGCTGTGGAAACGCAACGCTT 
AACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTGTAGCG 


GTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGCTGTAACTGACACTGAG 
GAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGG 
TGTGGGGGACATTCCACGTTCTCCGCGCCGTACGTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGTCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCAAGGCTTGACATACACTGGACCGTTCTGGAAACAGTTCTTCTCTTTGGAGCTGG 
TGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTAC 
AGAGAGAGGCGAACCCGTGAGGGTAAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAA 
TTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGTCCCAACCCTTTTGGGA 
GGGGGCCGTCTAAGGTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGC 
TGGATCACCTGG 


>gi|265678953|ref|NR_029261.1| Lactobacillus sanfranciscensis strain L-12 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATNNTGGCTCAGGACGAACGTTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAGTCGCCC 
AATTGATTCTTAGTGCTTGCACTAAGATGATTTTGGATCCGACTGAGTGGCGAACTGGTGAGTAACACGT 
GGGTAACCTGCCCAGAAGAAGGGGATAACACCTGGAAACAGATGCTAATACCGTATAACAACAAGAACCA 
CATGGTTCTTGTTTGAAAGCTGGCCTTTGTGCTAGTGCTTCTGGATGGACCCGCGGCGTATTAGCTAGTT 
GGTGAGATAATAGCTCACCAAGGCAATGATACGTAGCAGACCTGAGAGGGTAATCTGCCACAATGGGACT 
GAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGA 
GCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTAGAGAAGAACAGCCGTGAGA 
GCAACTGCTCACGGTATGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGTGGCAAACGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGTTTATTAAGGCTGAT 
GTGAAACGCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGATAAACTTGAGTGCAGAAAAGGATAGTG 
GAACTTCATGTGTAGCGGTGAAATGCGTAGATATATGAAGGAACACCAGTGGCGAAGGCGGCTATCTGGT 
CTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGT 
AAACGATGAATGCTAGGTGTTGGAAGGTTTCCGCCTTTCAGTGCCGCAGCTAACGCATTAAGCATTCCGC 
CTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGCTACGCGAAGAACCTTACCAGGACTTGACATCTTCTGCCAATCTAAGAGATTAGAC 
GTTCCTTCGGGGACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCATTAAGTTGGGCACTCTAGAGAGACTGCCGG 
TGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGC 
TACAATGGGCGATACAACGAGTTGCGAAACCGCGAGGTCAAGCTAATCTCTTAAAGTCGTTCTCAGTTCG 
GATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGA 
ATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTTGGA 
TAACCTTTTTAGGAGTCCGCCGCCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGT 
AGGAGAACCTGCGGCTGGATCACCTCCTTTINT 


>gi|265678952|ref|NR_029260.1| Clostridium tetani strain NCTC 279 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCT 
TCCTTCGGGAAGTGGATTAGCGGCGGACGGGTGAGTAACACAGTGGGCAACCTGCCTCAAAGAGGGGAAT 
AGCCCTCCGAAAGGAGGATTAATACCGCATAAAGTTAAGGTTTCGCATGAAACTTTAACCAAAGGAGTAA 
TCTGCTTTGAGATGGGCCCGCGCCCCATTAGCTATTTGGTAAGGTAATGGCTTACCAAGGCGACGTAGGG 
TAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGGTGATGAAGGTTTTCGGAT 
CGTAAAACCCTGTTTTCTGGGACGATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGATG 
CTTAAGTGAGATGTGAAATACCTAAGCTTAACTTAGGGGCTGCATTTCAAACTGGGCATCTAGAGTACAG 
GAGAGGGAAACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGGATTAGGAAGAACACCAGTGGCGAAG 
GCGGTTTCCTGGACTGTAACTGACGCAGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGAGGGTCCAACCTTCTGTGCCGCAGTTAACACATT 
AAGTATTCCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCA 
GCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACCATCCTTCTGACCTCT 
CTTAACTGAGGAAGTCCCTTCGGGGACAGGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATTAGTTGCTACCATTAAGTTGAGCACTCTA 
ATGAGACTGCCTGGGTGAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTCTAG 
GGCTACACACGTGCTACAATGGTCGGTACAGAGAGACGCAAGACCGCGAGGTGGAGCAAATCTCAAAAAC 
CGATCCCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGCCGGAGTTGCTAGTAATCGCAAATCAG 
AATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAACACCC 
GAAGTCCGTGAGGTAACCGTAAGGAGCCAGCGGCCGAAGGTGGGGTTAATGATTGGGGTGAAGTCGTAAC 
AAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCC 


>gi|265678951|ref|NR_029259.1| Vibrio mimicus strain 1721-77 16S ribosomal RNA, partial sequence 
ATTGAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAG 
CACAGAGGAACTTGTTCCTTGGGTGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCGGTAG 
AGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAACCTCGCAAGAGCAAAGCAGGGGACCTTCGG 
GCCTTGCGCTACCGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGA 
TCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTC 
GGGTTGTAAAGTACTTTCAGTAGGGAGGAAGGTGGTTAAGTTAATACCTTAATCATTTGACGTTACCTAC 
AGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATT 


ACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCTGGGCTCAACCTAGGAATC 
GCATTTGAAACTGACAAGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTA 
GAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGACCT 
AGAGTCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC 
AAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTACTCTTGACATCCAGAGAATCTAGCGGAGACGCTGGAGTGCCTTCGGGAACTCTGAGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTT 
GTTTGCCAGCACGTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGA 
CGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCGA 
TACCGCGAGGTGGAGCGAATCTCACAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATG 
AAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGCAGGTAGTTTAACCTTCGGGAGG 


>gi|265678950|ref|NR_029258.1| Vibrio metschnikovii strain Fowl 16S ribosomal RNA, partial sequence 
ATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAA 
CAGGAAGGAAGCTTGCTTTCTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGA 
TGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATGATGCCCTTGTTTATAATGAACAGGGACCA 
AAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATG 
GCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGT 
GTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGGGGTATCGTTAATAGCGGTAT 
TCTTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGC 
GAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGG 
GGCTCAACCTCGGAGTTGCATTTGAAACTGGCAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTG 
TAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACA 
CTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCTA 
CTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGG 
TCGCAAGATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAT 
GCAACGCGAAGAACCTTACCTACTCTTGACATCTACAGGATCCTGCGGAGACGCGGGAGTGCCTTCGGGA 
ACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCG 
GAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCG 
CATACAGAGGGCGGCGAGCTAGCGATAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTC 
TGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGG 


>gi|265678949|ref|NR_029257.1| Vibrio mediterranei strain 50 16S ribosomal RNA, partial sequence 
ATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAA 
CGAGTTAACTGACCCTTCGGGTAACGTTAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAAT 
TGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATGCCTTCGGGCCAAAGAGGG 
GGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACC 
AAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCGAGCCTGATGCAGCCATGCCGCGTGTGTGAA 
GAAGGCCTTCGGGTTGTAAAGCACTTTCAGCAGTGAGGAAGGCGGGTACGTTAATAGCGTGCTCNTTTGA 
CGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTT 
AATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTCGTTAAGTCAGATGTGAAAGCCCGGGGCTCAA 
CCTCGGAACTGCATTTGAAACTGGCGGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGT 
GAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGAT 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAG 
GTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGC 
GAAGAACCTTACCTACTCTTGACATCCAGAGAAGCCAGCGGAGACGCAGGTGTGCCTTCGGGAGCTCTGA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAG 
GTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAG 
AGGGCAGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACT 
CGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTANCCTTCGGGAGGATG 


>gi|265678948|ref|NR_029256.1| Vibrio gazogenes strain PB 1 16S ribosomal RNA, partial sequence 
ATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAA 
CAGAAAGAAGCTTGCTTCTTTGCTGACGAGCGGCGGACGGGTGAGTAAAGCCTGGGAAATTGCCCTGATG 
TGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAACGTCTACGGACCAAAGAGGGGGACCTTCGG 
GCCTCTCGCGTCGGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAANGGCTCACCAAGGCGACGA 
TCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTC 
GGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGATATAGCTTTAATAGAGTTATATTTTGACGTTAGCTGC 
AGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATT 
ACTGGGCGTAAAGCGCATGCAGGTGGTTTTTTAAGTCAGATGTGAAAGCCCGGGGCTTAACCCCGGAGTT 
GCATTTGAAACTGGGAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTA 
GAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCT 


TGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC 
AAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTACTCTTGACATCCTCAGAAGAGACTGGAGACAGTCTTGTGCCTTCGGGAACTGAGAGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTT 
GATTGCCAGCACTTCGGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGAC 
GTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCGGCCAA 
CTTGCGAAAGTGAGCGAATCCCAAAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGA 
AGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
NCGTCACACCATGGGAGTGGGCTGCAANNNNNGCAGGTANTNNAACCT 


>gi|265678947|ref|NR_029255.1| Vibrio fischeri strain 398 16S ribosomal RNA, partial sequence 


ATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAA 
CGACTTAACTGAACCTTCGGGGAACGTTAAGGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAATA 
TGCCTTAGTGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAATGTCTTCGGACCAAAGAGGG 
GGACCTTCGGGCCTCTCGCGCTAAGATTAGCCCAGGTGAGATTAGCTAGTTGGTGAGGTAAGAGCTCACC 
AAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAA 
GAAGGCCTTCGGGTTGTAAAGTACTTTCAGTAGGGAGGAAGGTGTTGTAGTTAATAGCTGCAGCATTTGA 
CGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTT 
AATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTCATTAAGTCAGATGTGAAAGCCCGGGGCTCAA 
CCTCGGAACCGCATTTGAAACTGGTGAACTAGAGTGCTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGT 
GAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGACACTGACACTCAGAT 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAG 
GTTGTTCCCTTGAGGAGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGC 
GAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATCCTTGTTTGCCAGCACGTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAG 
GTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAG 
AGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACT 
CGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGCTACGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAANGAAGTGNGNAGNTTAACCTTCGGGNGG 


>gi|265678946|ref|NR_029254.1| Vibrio aestuarianus strain OY 0-002 16S 
TTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAAC 
ATTTCAAAAGCTTGCTTTTGAAGATGACGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCCTGAT 
GTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATGATGCCTACGGGCCAAAGAGGGGGACCTTCG 
GGCCTCTCGCGTCAGGATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACG 
ATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTT 
CGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGGGGTATCGTTAATAGCGGTATTCTTTGACGTTAGCGA 
CAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAAT 
TACTGGGCGTAAAGCGCATGCAGGTGGTNCGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAAC 
TGCATTTGAAACTGGCGGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGT 
AGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCC 
TTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 
CAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCT 
TACCTACTCTTGACATCCAGAGAATCCAGCGGAGACGCAGGNGTGCCTTCGGGAGCTCTGAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCT 
TGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACG 
ACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCC 
AACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCAT 
GAAGTCGGAATCGCTAGTAATCGTGNATCAGAATGCCACGGTGAATNCGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGCTGC 


>gi|265678945|ref|NR_029253.1| Photobacterium leiognathi strain L1 16S 
ATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAG 
CGACTTAACTGAACCTTCGGGGAACGTTAAGGGCGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGAATA 
TGCCCTGATGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAATCTCTTCGGAGCAAAGAGGG 
GGACCTTCGGGCCTCTCGCGTCAGGATTAGCCCAGGTGGGATTAGCTTGTTGGTGAGGTAATGGCTCACC 
AAGGCAACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTATGAA 
GAAGGCCTTCGGGTTGTAAAGTACTTTCAGTAGGGAGGAAGGCAGTGTCGTTAATAGCGGCATTGTTTGA 
CGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTT 
AATCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTCTGTTAAGCAAGATGTGAAAGCCCGGGGCTCAA 
CCTCGGAACAGCATTTTGAACTGGCAGACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGT 
GAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGAT 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAG 
GTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGANGCAACGC 
GAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGCATTGGTGCCTTCGGGAACTCTGA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


CCTTATCCTTGTTTGCCAGCACTTCGGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGG 
TGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGA 
GGGCTGCCAACTCGCGAGAGTGAGCGAATCCCAGAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTC 
GACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGCGG 


>gi|265678944|ref|NR_029252.1| Aeromonas punctata strain ATCC 15468 16S ribosomal RNA, partial sequence 
ATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAG 
CGGGAAAGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCAGT 
CGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGACCTTC 
GGGCCTTGCGCGATTGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGAC 
GATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCT 
TCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTCAGTAGCTAATATCTGCTGGCTGTGACGTTACTC 
GCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAA 
TTACTGGGCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCGGGCTCAACCTGGGAA 
TTGCATTTAAAACTGTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCG 
TAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTC 
CTTGAGACGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAAC 
TCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACC 
TTACCTGGCCTTGACATGTCTGGAATCCTGNAGAGATNCGGGAGTGCCTTCGGGAATCAGAACACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCC 
TTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGC 
AAGCTAGCGATAGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCA 
TGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGG 


>gi|265678943|ref|NR_029251.1| Methylococcus thermophilus strain IMV-B-3037 16S ribosomal RNA, partial 
sequence 
TCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGNGGCGGGCCTTCGGGCGGTGACGA 
GTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTTGTTGTGGGGGATAACTCTGGGAAACCCGAGCTA 
ATACCGCATACGCCCTACGGAGGAAAGCGGGGGACCTTCGGGCCTCGCGCTATGAGATGAGCCTACGTCG 
GATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGATCAGC 
CACACTGGGACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGC 
AAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTATGCAGGGAAGA 
AGGGCGGGAGGTTAATACCCGTCTGACTTGACGTTACCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGGTGGCGGTTA 
TTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGTCAGGCTCGAGTTTAA 
TAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACACCAGTGGCGAAGG 
CGGCTCCCTGGACCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGCAGTTTAGTCCTTCAGTGGCGCACTAACGCGTTA 
AGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATGCACGGTATCCTGGA 
GAGATGCGGAAGTGCCTTCGGGAGCCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAACGGTTGCGGCTGGGAACTCTA 
AGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGGTAGG 
GCTACACACGTGCTACAATGGCCGGTACAGAGGGTAGCNAAGCCGCGAGGTGGAGCAAATCCCAGAAAGC 
CGGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAC 
AATGTCGCGGTCAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCN 
GAAGTAGGTAGTCTAACCGCAAGGAGGGCGCTTACCACTTTGTGATTCAT 


>gi|265678942|ref|NR_029250.1| Clostridium proteolyticum strain CG 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAATC 
CTTCGGGATGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGTGGGGGATAGCCT 
TCCGAAAGGAAGATTAATACCGCATAATATCTAATTGCCGCATGGCAGATAGATTAAAGGAGCAATTCGC 
TTTGAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCC 
GACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCGCAATGGAGGAAACTCTGACGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAA 
AGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCATGCGTAGGCGGATACTTAA 
GTGGGATGTGAAAACCCGGGGCTCAACTCCGGACCTGCATTCCAAACTGGGTGTCTAGAGTACAGGAGAG 
GAAAGGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCCT 
TTCTGGACTGTAACTGACGCTGAGGCATGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAGTACTAGGTGTCGGGGTTTCAATACTTCGGTGCCGCAGTTAACACATTAAGTAC 
TCCGCCTGGGAAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAG 
CATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTGACATCCTAAGAAGTCGGTGGAAAC 
ACTGATGTGCCTTCGGGGAACTTAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCAAGA 
CTGCCTGGGTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTACAC 
ACGTGCTACAATGGTTGGTACAGAGAGACGCAAGACCGTGAGGTGGAGCAAATCCCATAAAACCAATCTC 
AGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCGAATCAGAATGTCG 


CGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCGATAACACCCGAAGTCC 
GTGAGGTAACCGTAAGGGCCAGCGCGAAGGTGGGATTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGAGAACCTGCGGNTGGATCACCTCCTT 


>gi|265678941|ref|NR_029249.1| Clostridium irregulare strain 6VI 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAACTTCGG 
GGTGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACACATGGGATAACATACCGAAAGG 
TATGCTAATACAGGATAACATAGTTTTTATCGCATGATAAAAATATCAAAGCTCCGGCGGTATGAGATGG 
ACCCGCGTCTGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCAGTAGCCGACCTGAGAG 
GGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCC 
TCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTCAAGTCAGGAGTG 
AAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAGACTTGAGTGCAGGAGAGGAGAGTGGAAT 
TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGCTCTCTGGACTGTA 
ACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
ATGAGTACTAGGTGTCGGGGGTTACCCCCTCGGTGCCGCAGCTAACGCATTAAGTACTCCGCCTGGGGAG 
TACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTAGCGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGAAGAACCTTACCTAAGCTTGACATCCTTCTGACTCTCCTTAATCGGAGATTTCCTTC 
GGGGACAGAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTGCCTTTAGTTGCCAGCATTAAGTTGGGCACTCTAGAGGGACTGCCAGGGTAACC 
TGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTTAGGGCTACACACGTGCTACAATGG 
GTGGTACAGAGGGCAGCCAAGTCGTGAGGCGGAGCTAATCCCTTAAAGCCATTCTCAGTTCGGATTGTAG 
GCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCAGATCAGAATGCTGCGGTGAATGCGTTC 
CCGGGTCTTGTACACACCGCCCGTCACACCACGGGAGTTGGAGACGCCCGAAGCGGACTATCTAACCTTT 
TGGAAGAAGTCGTCGAAGGTGGAATCAATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCT 
GCGGCTGGATCACCTCCTT 


>gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 1787 16S ribosomal RNA, partial sequence 
GAGATTTGATCCTGGCTCAGGATGAACGCTGGCCGGCCGTGCTTACACATGCAGTCGAACGAAGCGCTTA 
AACTGGATTTCTTCGGATTGAAGTTTTTGCTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCT 
GCCTCATACAGGGGGATAACAGTTAGAAATGACTGCTAATACCNNATAAGCGCACAGTGCTGCATGGCAC 
AGTGTAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTACC 
AAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACATTGGGACTGAGACACGGNCCAAACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAA 
GAAGTATTTNGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGC 
TAAATACGTGCCAGCAGCCGCGGTAATACGTAGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGA 
GCGTAGACGGTTGTGTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGACTGCATTGGAAACTATGTA 
ACTAGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACAC 
CAGTGGCGAAGGCGGCTTACTGGACGATCACTGACGTTGAGGC TCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGACTACTAGGTGTCGGGGAGCAAAGCTCTTCGGTGCCGC 
AGCAAACGCAATAAGTAGTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGTGGAGCATGTGGTTTAATTCGAGCAACGCGAAGACCTTACCTGGTCTTGACATCCCGG 
TGACCGGTCCAGTAATGGGACCTTTCCTTCGGGACACGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCAGTAGCCAGCATTTAAGGTG 
GGCACTCTGGAGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 
ATGACCAGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCGAACCTGTGAGGGGAAGCAAATC 
TCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATC 
GCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCA 
GTAACGCCCGAAGTCAGTGACCCAACCGTAAGGAGGGAGCTGCCGAAGGTGGGACCGATAACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCC 


>gi|265678939|ref|NR_029247.1| Clostridium ramosum strain 113-1 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGAGCACT 
TGTGCTCGAGTGGCGAACGGGTGAGTAATACATAAGTAACCTGCCCTAGACAGGGGGATAACTATTGGAA 
ACGGATAGCTAAGACCGCATAGGTACGGACACTGCATGGTGACCGTATTAAAAGTGCCTCAAAGCACTGG 
TAGAGGATGGACTTATGGCGCATTAGCTGGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCC 
GACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAAGGAAGAAGGTTTTCGGATTGTAA 
ACTTCTGTTATAAAGAAGAACGGCGGCTACAGGAAATGGTAGCCGAGTGACGGTACTTTATTTTAGAAAG 
CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCG 
TAAAGAGGGAGCAGGCGGCAGCAAGGGTCTGTGGTGAAAGCCTGAAGCTTAACTTCAGTAAGCCATAGAA 
ACCAGGCAGCTAGAGTGCAGGAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGG 
AGGAACACCAGTGGCGAAGGCGACGATCTGGCCTGCAACTGACGCTCAGTCCCGAAAGCGTGGGGAGCAA 
ATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTTGGATGTCAAAGTTCAGT 
GCTGCAGTTAACGCAATAAGTACTCCGCCTGAGTAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGAC 
GGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGAC 
ATACTCATAAAGGCTCCAGAGATGGAGAGATAGCTATATGAGATACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTACCATCATTAAGT 
TGGGGACTCTAGCGAGACTGCCAGTGACAAGCTGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCC 
TTATGACCTGGGCTACACACGTGCTACAATGGATGGTGCAGAGGGAAGCGAACCGCGAGGTGAAGCAAAA 
CCCATAAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAA 
TCGCGAATCAGCATGTCGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGT 


TGATAACACCCGAAGCCGGTGGCCTAACCGCAAGGAAGGAGCTGTCTAAGGTGGGATTGATGATTGGGGT 
GAAGTCGTAACAAGGTATCCCTACGGGAACGTGCGGCTGGATCACCTCC 


>gi|265678938|ref|NR_029246.1| Clostridium collagenovorans strain SG 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGTT 
CCTTCGGGAACGGATTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGTGGGGGATAGC 
CCTCCGAAAGGAGGAGTAATACCGCATAAGATATTTTGATCGCATGGTCGAAATATTAAAGGAGTAATCC 
GCTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAG 
CCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATTGT 
AAAGCTCTGTCTTATGGGAAGATAATGACGGTACCATAGGAGGAAGCCACGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGCATGCGTAGGCGGATGTTT 
AAGTGATGTGTGAAATACCCGGGCTCAACTTGGGTGCTGCATGTCAAACTGGACATCTAGAGTGCAGGAG 
AGGAGAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGG 
CTCTCTGGACTGTAACTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGGGTACTAGGTGTCGGGGTCGAACCTCGGTGCCGCAGTTAACACATTAAGTATT 
CCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGACGA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTAGTCCGTAATGG 
ATGAAGTCCTTCGGGGACAGGATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTAACATTTAGTTGAGCACTCTAGTGAGACTG 
CCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACAC 
GTGCTACAATGGTAGGGACAAAAAGATGCTATACCGCAAGGTGGAGCTAAACTCAAAACCCTATCCCAGT 
TCGGATTGTAGGCTGAAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGG 
TGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTCGGCAACACCCGAAGCCCGTG 
AGGTAACCTTTTGGAACCAGCGGTCGAAGGTGGGGTTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGAGAACCTGCGGNTGGATCACCTCCTT 


>gi|265678937|ref|NR_029245.1| Clostridium aminovalericum strain DSM 1283 16S ribosomal RNA, partial 
sequence 
TTAACACATGCAAGTCAACGGAGTTAATCAAGCGCGAAGTCTTCGGATGGAAGCTTGTTAACTTAGTGGC 
GGACGGGTGAGTAACGCGTGGGTAACCTGCCTTATACAGGGGGATAACAGCCGGAAACGGTTGCTAATAC 
CGCATAAGCATACAGTGCCGCATGGTACAGTGTGAAAAAGATTAAGTTCAACTTCGTTCAACTCTGGTAT 
AAGATGGACCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAATGGCGACGATCAGTAGCCGG 
CTTGAGAGAGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAG 
CTCTATCAGCAGGGACGATAATGACGGTACCTGACTAAGAAGCCNNGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCTGGTAAGT 
CAGGTGTGAAANNCCCGGGGCTCAACCCCGGATTGCACTTGAAACTACCCGACTAGAGTGCAGGAGAGGT 
AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTA 
CTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAAACAGGATTAGATACCCTGGTAGTCCA 
CGCNGTAAACGATGAATACTAGGTGTTGGGGTCCATAAGGACTTCGGTGCCGTCGCAAACGCAATAAGTA 
TTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGTGGGA 
GCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACCGGTCCGTAA 
TGGGACCTTTCCTTCGGGACAGAGGAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTAGCCAGCAGTTCGGCTGGGCACTCTAGAGAGA 
CTGCCAGGGATAACCTGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCTACA 
CACGTGCTACAATGGTGACTACAAAGAGAAGCAAAGCTGTGAAGTGGAGCCAATCTCAAAAAGGTCATCT 
CAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCAGATCAGAATGCT 
GTGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATATGCCCGAAGTC 
AGTGACCCAACCGTAAGGAGGGAGCTGCCGAAGGTGGAGCCAATGACTGGGGTG 


>gi|265678936|ref|NR_029244.1| Methylomicrobium album strain BG8 16S ribosomal RNA, partial sequence 
GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAACAGGCC 
TTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTAGTAGTGGGGGATAACTTG 
GGGAAACTCAAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCGCTATGA 
GATGAGCCTGCGTGGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCT 
GAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCAC 
TTTCAATAGGGAGGAAAACCTGCCGGTTAATACCCGGCAGACTTGACATTACCTATAGAAGAAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTTNTCGGAATTACTGGGCGTAAAGC 
GTGCGTAGGCGGCTGCTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGG 
GTAACTCGAGTTTAATAGAGGAGAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAA 
CACCAGTGGCGAAGGCGACTCTCTGGACTCAAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGCCTTTATAAAGGTTTTCGTG 
GCGCACTAACGCGTTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACA 
TCCAGAGAATCTGTGAGAGATCGTAGAGTGCCTTCGGCAACTCTGAGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCCAACACGT 
GATGCTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCAT 
GGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAACTTGCGAAAGTAA 
GCAAATCCCAAAAAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCT 
AGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTGGGTTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTTACCAC 


>gi|265678935|ref|NR_029243.1| Methylomonas aurantiaca strain JB103 16S ribosomal RNA, partial sequence 
ACTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAA 
TAGGCCTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAATGCCTCGGAATCTGCCATGTTGTGGGGGAT 
AACTTGGGGAAACTCTTGCTAATACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTGGCG 
CTAATAGATGAGCCTATGTTGGATTAGCTAGTTGGTGGGGTAAAGGCTTACCTAGGCGACGATNCGTAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAGGGCCCAGACTCCTACTGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTA 
AAGCACTTTCAATAGGAAGGAATACCTGCCGGTTAATACCCGGTAGACTTGACATTACCTATACAAGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTGCGTAGGCGGTGATTTAAGTCAGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTTGA 
TACTGGGTCACTAGAGTTGAGTAGAGGGGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTG 
AAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTCAAACTGACGCTGAGGTACGAAAGCGTGGGTAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAACTGTTGGGTTATTTAAGAACT 
TAGTAGTGGAGCTAACGTATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCC 
TTGACATCCAGAGGATCTGTTAGAGATAGCGGAGTGCCTTCGGGAGCTGTGAGACAGGTGCTGCATGGCT 
GTCGTCAGCCCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCA 
GCGAGTAATGTCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGT 
CTATATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAACCGTGA 
GGTCAAGCAAATCCCACAAAGCCGGTCGTAGTCCGGATTGCACTCTGCAACTCGACTGCATGAAGTCGGA 
ATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGGATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTAAACCTTCGGGAGGGCGCTTACCACTTTGTG 


>gi|265678934|ref|NR_029242.1| Methylobacter whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, 
partial sequence 
GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAACAGGCC 
TTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTAGTAGTGGGGGATAACTTG 
GGGAAACTCAAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCGCTATGA 
GATGAGCCTGCGTTAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTATAGCTGGTCT 
GAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCAC 
TTTCAATAGGGAGGAAAACCTGCCGGTTAATACCCGGCAGACTTGACATTACCTATAGAAGAAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GTGCGTAGGCGGTTAGGTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGG 
GTAACTAGAGTTTAATAGAGGAGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAA 
CACCAGTGGCGAAGGCGCCTCTCTGGACACAAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGTCTTATTCGTAAGATTCGTG 
GCGCACTAACGCGATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACA 
TCCATGGAATCTGTGAGAGATAGTAGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGT 
GATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCAT 
GGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAACTTGCGAAAGTCA 
GCCAATCCCAAAAAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCT 
AGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTGGGTTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTCACCACTTTGTGAT 


>gi|265678933|ref|NR_029241.1| Methylococcus capsulatus strain Texas 16S ribosomal RNA, partial sequence 
GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGTAACAGGCC 
TTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTTGTTGTGGGGGATAACTCT 
GGGAAACCCGAGCTAATACCGCATACGCTCAGCGGATGAAAGCGGGGGATCTTCGGACCTCGCGCTATAA 
GATGAGCCTACGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCT 
GAGAGGACGATCAGCCACACTGGGACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCAC 
TTTCAGCAGGAAAGAAGGGCGGGGGTTTAATACCATGCCCACTTGACGTTACCTGCAGAAGAAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GCGCGTAGGCGGTTTGATAAGTCAGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTGGATACTGT 
CAGGCTCGAGTGTGGTAGAGGGTAGTGGAATTTCCGGTGTAGCNGTGAAATGCGTAGAGATCTGAAGGAA 
CACCAGTGGCGAAGGCGGCTCCCTGGACCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGCGGGTTTAACCTTTTAGTGG 
CGCACTAACGCGATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACAT 
GCAGGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAGCCAAGACACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGTTC 
GGGCCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTAGCGAAGCCGCGAGGTGGAG 
CAAGTCCCAGAAAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGCACCAGAAGTAGGTAGTCTAACCGCAAGGAGGGCGCTTACCACGGTGT 


>gi|265678932|ref|NR_029240.1| Methylomicrobium agile strain A30 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAACAGGC 


CTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTAGTAGTGGGGGATAACTT 
GGGGAAACTCAAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGNGACCTTCGGGCCTNGCGCTATG 
AGATGAGCCTGCGTGGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCCCTAGCTGGTC 
TGAGAGGACGATCAGCCACGCTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCA 
CTTTCAATAGGAAGGAAAACCTGCCGGTTAATACCCGGCAGACTTGACATTACCTATAGAAGAAGCACCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTANTCGGAATTACTGGGCGTAAAG 
CGTGCGTAGGCGGCTCCTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTG 
GGTAACTCGAGTTGAGTAGAGGAGAGGGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGA 
ACACCAGTGGCGAAGGCGCCTCTCTGGCCTCAAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGTCTTTATAAAGGTTTTCGT 
GGCGCACTAACGCGTTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGAC 
ATCCAGAGAATCTGTGAGAGATCGTAGAGTGCCTTCGGCAACTCTGAGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAACACG 
TGATGCTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCA 
TGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAACTCGCGAGAGCC 
AGCCAATCCCACAAAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGC 
TAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTTACCACTTTGTGA 


>gi|265678931|ref|NR_029239.1| Clostridium chartatabidum strain 163 16S ribosomal RNA, partial sequence 
AGTACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCTCCTTCGGGAGTGGATTANCGGCG 
GACGGGTGAGTAACACGTGGGCAACCTGCCTTGTAGAGAGGGATANCCATTCGAAAGGATGATTAATACC 
TCATAATATTGTAGTTTCGCATGAAACAACAACCAAAGGAGCAATCCACTACAAGATGGGCCCGCGGCGC 
ATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCC 
ACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAA 
ACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTCTTCAGGGACGAT 
AATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAA 
GCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGGGATGTGAAATACCCGGG 
CTTAACCTGGGTGCTGCATTCCAAACTGGAAGTCTAGAGTACAGGAGGGGAAAGCGGAATTCCTAGTGTA 
GCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCT 
GAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACT 
AGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTC 
GCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGC 
AACGCGAAGAACCTTACCTAGACTTGACATCTCCTGCATTACTCTTAATCGAGGAAGTCCCTTCGGGGAC 
AGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAGGTA 
CAGAGAGATGCTAAACCGCGAGGTGGAGCTAAACTTCAAAACCAGTCTCAGTTCGGATTGTAGGCTGAAA 
CTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTGGTGATCTAACCCGTAAGGGAG 
GAGCCACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCT 
GGATCACCTCGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTC 


>gi|265678930|ref|NR_029238.1| Pelobacter acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 
TGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGTGAAAGGGACTTCGGTCCTGA 
GTAAAGTGGCGCACGGGTGAGTAACACGTGGATAATCTACCCGATGGACCGGGATAACACTTCGAAAGGG 
GTGCTAATACCGGATAAGCCCACAGGCTCCCTGGAGCTTGCGGGAAAAGGTGGGGACCTTCGGGCCTACT 
GTCATCGGATGAGTCCGCGGCCCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACGATGGGTAG 
CTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGT 
AAAGCTCTGTCAGAGGGGAAGAAACCCCTGCAGGATAACACCCTGCAGGATTGACGGTACCCTCAAAGGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGG 
CGTAAAGCGCGTGTAGGCGGTCTGTTAAGTCTGATGTGAAAGCCCCGGGCTCAACCCGGGAAGTGCATTG 
GATACTGGCAGACTTGAGTACGGGAGAGGGAAGTGGAATTCCGGATGTAGGGGTGAAATCCGTAGATATT 
CGGAGGAACACCGGTGGCGAAGGCGGCTTCCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGCACTAGGTGTCGCGGGTATTGACCC 
CTGCGGTGCCGAAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTG 
GGCTTGACATCCCGATCGTACTTGCTGGAAACAGTGAGGTCAGTTCGGCTGGATCGGTGACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAG 
TTGCCAGCATTTGGTTGGGCACTCTAAGGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCAATACC 
GCAAGGTGGAGCGAACCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGT 
TGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCACGGGAGTTGATTGTACCTGAAATCGGTGGGCTAACCTTCGGGAGGCAGCCGCTTATGGTATG 
GTCGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTT 


>gi|265678929|ref|NR_029237.1| Helcococcus kunzii strain 22 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTTGAACGAGAATTTT 
TCAGTTGATTTCTTCGGAATGAAACCGAAAANGGAAAGTAGCGAACGGGTGAGTAACACGTGAGAAACCT 
GCCTTTCACAAAGGGATAGCCTCGGGAAACCGGGATTAATACCTTATGATACATTAATATCGCATGATGT 


AAATGATGTAAATGTTAAAGAATTTCGGTGAAAGATGGTCTCGCGTCTGATTAGCTAGTTGGTAAGGTAC 
TGGCTTACCAAGGCAACGATCAGTAGCCGGATTGAGAGGTTGAACGGCCACACTGGAACTGAGACACGGT 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGC 
GTGAACGATGAAGGTCTTCGGATTGTAAAGTTCTGTCCTTAGCGAAGATAATGACAGTAGCTAAGAAGCA 
AGCCCTGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTGTCCGGAATTATTGGG 
CGTAAAGGGTANGTAGGCGGTTAATTAAGTCTGAATTTAAAGGCTGTGGCTCAACCACGGTTCGGTTTAG 
AAAACTGGTTAACTTGAGTAGATGAGGGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATA 
TGGAGGAACACCAGTGGCGAAGGCGACTTTCTAGAATCTAACTGACGCTGAGATACGAAGGCGTGGGTAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGAGTGCTAGTTGTTGGGAGTCAAATCTC 
AGTGACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATT 
GACGGGGACCCGCACAAGCAGCGGAGATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTT 
GAAGGGANATCCTAGAGATAGGATAGTCTTTTCGGAGACTTGTATACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCTTTAGTTACTAGCGAGTAA 
AGTCGAGGACTCTAGAGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCTATATGTCTTGGGCTACACACGTGCTACAATGGTCTGAACAAAGCGTAGCTACCTCGTGAGAGCAAGC 
GAATCGCATAAAACAGATCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAGTTGCTAG 
TAATCGTGGATCAGAACGCCACGGAGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGG 
AGTTGGCAATACCCGAAGTCGTCGAGCTAACCGTCAAGGAGGCAGACGCCGAAGGTTGGGTAGAT 


>gi|265678928|ref|NR_029236.1| Coprothermobacter proteolyticus strain BT 16S ribosomal RNA, partial 
sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATGCATGCAAGTCGAGCGGGCTACAATCTTC 
GGATTGTAGCTTAGCGGCGAACGGGTGAGTAACACGTAGGTAATCTACCCTTGAGAGGAGGACAACCTCA 
GGAAACTGAGGCTAAACCTTCATACGTTCACTGGTAGGGATACTGGTGAAGAAAGAGTTACCGTTGAGGT 
AGCTGCTGAAGGATGAGCCTGCGGCCCATCAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCGAAGACGG 
GTAACCGGTCTGAGAGGATGTCCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGCAGGGAATCTTGGTCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGGAGGAAGAAGTCCTTCGGG 
GCGTAAACTCCTGGACTGGGGGACGAGTAAGGACGGTACCCCAGTAGAAAGGGACGGCTAACTACGTGCC 
AGCAGCCGCGGTAAAACGTAGGTCCCGAGCGTTGTTCGGATTCACTGGGTGTAAAGGGCGCGTAGGTGGT 
TGTCTGTGTCTCATGTGAAAACTCAGGGCTCAACTCTGAGATTGCGTGGGAAACTAGGCAGCTAGAGGAC 
GGTAGAGGGGAGTGGAATTCCCGGTGTAGCGGTAAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAA 
GGCGGCTCTCTGGGCCGATCCTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACCGGATTAGATACCCGG 
GTAGTCCTAGCCGTAAACGATCCCTGCTAGGTGTTGGGGGGTAAAGACCCTTCAGTGCCGAAGCCAACGC 
GATAAGCATCCCACCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGGCGGGGGTCCGCACAA 
GCGGCGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGTTTGACATGCAGGTGGTAG 
GAACCTGAAAGGGGGACGACCCAACCGTAAGGGAGGGAGCCAGCACAGGTGTTGCATGGCTGTCGTCAGC 
TCGTGCCGTGAGGTGTCGGCTTAAGTGCCGTAACGAGCGCAACCCTCATCCCTAATTGCTCCTGACAGGT 
AAAAGGGTCAGAGCACAATAGGGAGACCGCTGGCGAAGAGCCAGAGGAAGGGGAGGATGACGTCAAGTCA 
GCATGGCCTTTATGCCCTGGGCTACACACATGCTACAATGCAGGGTACAACGGGAAGCGAAGCCGCGAGG 
TGGAGCAAATCCCCAAAAGCCCTGCTCAGTTCGGATCGCACGCTGAAATTCGCGTGCGTGAAGTCGGAGT 
CGCTAGTAACCGTGGATCAGCAAGCCGCGGTGAATACGTTCTCGGGCCTTGCACACACCGCCCGTCAAGC 
CACCCGAGTCGGGTTCACCAGAAGGCGGTAACCGAAGAGGGCCGGACGACGGTGTGCCTGGTAAGGAGGG 
CTAAGTCGTAACAAGGTAGCTGTACCGGAAGGTGCGGCTGGATCACCTCCTCCTT 


>gi|265678927|ref|NR_029235.1| Dictyoglomus thermophilum strain H-6-12 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATNNTGGCTCAGGACGAACGCTGGCGGCGTGCCTAAGGCATGCAAGTCGAGCGGTAGCTCCT 
ATTGGTTTATGCCGATAGGAGTGAGAGCGGCGCACGGGTGAGTAACACGTAGGTAACCTACCCCAGAGAG 
GGGGATAACACCTCGAAAGGGGTGCTAAACCCCCATATACTTACCGAGCGATATGCTCAGGTAAGGAAAG 
AGTATAGAGGGGTAACCCTCTATGCTGCTCTGGGATGGGCCTGCGGCCTATCAGCTAGTTGGTGGGGTAA 
TGGCCCACCAAGGCTAAGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGCCGGGAATCTTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGC 
GTGAGGGAAGAAGCCCTTCGGGGTGTAAACCTCTTTTCTCGGGGAAGAATACTGACGGTACCCGAGGAAA 
AAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGATTTACTGG 
GCGTAAAGGGCGTGTAGGCGGCTTAGCAAGTCAGATGTGGAAGCCCTGAGCTCAACTCAGGGAGGTCATC 
TGATACTGCTAAGCTAGAGGGCAGGAGAGGAGAGCGGAACTTCCGGTGTAGCGGTGAAATGCGTAGATAT 
CGGAAGGAACGCCGGTGGCGAAGGCGGCTCTCTGGACTGACCCTGACGCTGAGGCGCGAAAGCTAGGGGA 
GCGAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGGGCACTAGGTGTGGGGAGTTAGACTC 
TCCGTGCTGCAGCTAACGCGATAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCGCGTGGTTTAATTCGATGCTAAGCGAAGAACCTTACCAGGG 
CTTGACATGCAGGCTGTAAGCTCACTCGAAAGGGTGAGTGCCAAATAGGGGGTTTCCCCTATTTGGAGCC 
TGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCCTGCCCTTAGTTGCCAGCGGGTAAAGCCGGGCACTCTAAGGGGACTGCCGGCGAAGAGCCGGAGGA 
AGGTGGGGATGACGTCAAGTCAGTATGCCCCTTATGCCCTGGGCTACACACGCGCTACAATGGGTGGTAC 
AGAGGGGAGCGAAGCCGCGAGGCGGAGCGAATCCCTAAAGCCACCCCCAGTTCAGATCGCAGGCTGCAAC 
TCGCCTGCGTGAAGGCGGAATCGCTAGTAACCGCAGATCAGCCACGCTGCGGTGAATACGTTCTCGGGCC 
TTGTACACACCGCCCGTCACACCACGAGAGTCCGCAACACCCGAAGTCAGGCGAAGAGCCTGCCGAAGGT 
GGGGCGGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|265678926|ref|NR_029234.1| Taylorella equigenitalis strain N480/82 16S ribosomal RNA, partial 
sequence 

ATTGAACGCTAGCGGAATGCCTTACACATGCAAGTCGAACGGCAGCATAAGGAGAGCTTGCTTTTCTTGA 
TGGCGAGTGGCGAACGGGTGAGTAAAGTATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCG 


TAGCTAATACCGCATACGCCCTGAGGGGGAAAGAGGGGGATCAGAGATGACCTTTTACTATTGGAGCGGC 
CGATATCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGA 
CGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACA 
ATGGGGGCAACCCTGATCTAGCCATTCCGCGTGTGCGATTGAAGGCCTTGGGGTTGTAAAGCACTTTTGT 
CAGGGAAGAAAAGGTTTGTGTTAATACCATGGACTGCTGACGGTACCTGAAGAATAAGCACCGGCAAACT 
ACGGGCCAGCGGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGC 
AGGCGGTTCGGAAAGAGAGATGTGAAATCCCAGGGCTCAACCTTGGAACTGCATTTCTAACTGTCGAGCT 
AGAGTATGTTAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGA 
TGGCGAAGGCAGCCCCCTGGGATAATACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGACTTACGGGTCTTGGTAGCGAAGCC 
AACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCG 
CACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTTTGG 
AATCCTGAAGAGATTTAGGAGTGCTCGCAAGAGAACCGAAACACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACAAGTAAGATG 
GGCACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT 
ATGGGTAGGGCTTCACACGTCATACAATGGTCAGGACAGAGGGAAGCCAAACCGCGAGGTGGAGCTAATC 
TCACAAACCTGATCGTAGTCCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATC 
GCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGG 
GTTTTACCAGAAGTAGTTAGTCTAACCGCAAGGAGGGCGATTACCACGGTAGGATTCATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTAGCGGAAGC 


>gi|265678924|ref|NR_029232.1| Clostridium argentinense strain ATCC 27322 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAGCTT 
CCTTCGGGAAGTGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCTAAGAGGGGAATAG 
CCTCCCGAAAGGGAGATTAATACCGCATAAAGTATGAAGGTCGCATGACTTTTATACCAAAGGAGTAATC 
CGCTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCAACGATGCGTA 
GCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAATGAAGAAGGCCTTAGGGTTG 
TAAAGTTCTGTCATATGGGAAGATAATGACGGTACCATATGAGGAAGCCACGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGATGCGTAGGCGGACATT 
TAAGTCAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTGAAACTGGGTGTCTAGAGTGCAGGA 
GAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCG 
GCTTTCTGGACTGTAACTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGAATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGCAGTTAACACAATA 
AGTATTCCGCCTGGGGAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAG 
CGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCCCCTGAATTACCTG 
TAATGAGGGAAGCCCTTCGGGGCAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTAAGTTGAGCACTCTAGTGA 
GACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTA 
CACACGTGCTACAATGGTTGGTACAACAAGATGCAAGACCGCGAGGTGGAGCTAAACTTAAAAAACCAAC 
CCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGCATGT 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCTGGTAACACCCGAAGT 
CCGTGAGGTAACCGTAAGGAGCCAGCGCCGAAGGTGGGATTAGTGATTGGGGTGAAGTCGTAACAAGGTA 
GCCGTAGGAGAACCTGCGGTTGGATCACCTCCTT 


>gi|265678923|ref|NR_029231.1| Clostridium sporogenes strain McClung 2004 16S ribosomal RNA, partial 
sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCT 
TCCTTCGGGAAGTGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGTGGGGGATA 
GCCTTCCGAAAGGAAGATTAATACCGCATAACATAAGAGAATCGCATGATTTTCTTATCAAAGATTTATT 
GCTTTGAGATGGACCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAG 
CCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGGTGATGAAGGTCTTCGGATTGT 
AAAGCCCTGTTTTCTGGGACGATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGATGTTT 
AAGTGGGATGTGAAATCCCCGGGCTTAACCTGGGGGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAG 
AGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGG 
CTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGGATACTAGGTGTAGGGGGTATCAACTCCCCCTGTGCCGCAGTTAACACAATAA 
GTATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGC 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTTGACATCCCTTGCATAGCCTAG 
AGATAGGTGAAGCCCTTCGGGGCAAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTAGGTTAAGTCCTGCAACGAGCGCAACCCTTGTTATTAGTTGCTACCATTAAGTTGAGCACTCTAATGA 
GACTGCCTGGGTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTAC 
ACACGTGCTACAATGGTAGGTACAATAAGACGCAAGACCGTGAGGTGGAGCAAAACTTATAAAACCTATC 
TCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGT 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCTGGTAACACCCGAAGT 
CCGTGAGGTAACCGTAAGGAGCCAGCGGCCGAAGGTGGGATTAGTGATTGGGGTGAAGTCGTAACAAGGT 
AGCCGTAGGAGAACCTGCGGCTGGATCACCTCC 


>gi|265678922|ref|NR_029230.1| Clostridium beijerinckii strain McCoyA 67 16S ribosomal RNA, partial 
sequence 


GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCT 
CCTTCGGGAGCGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATAGC 
CTTTCGAAAGGAAGATTAATACCGCATAAGATTGTAGTGCCGCATGGCATAGCAATTAAAGGAGTAATCC 
GCTATGAGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAG 
CCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGT 
AAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTT 
AAGTGGGATGTGAAATACTCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAG 
AGGAAAGTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGA 
CTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAG 
TATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCTTA 
ATCGGGGAAGCCCTTCGGGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGA 
CTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACA 
CACGTGCTACAATGGCTGGTACAGAGAGATGCTAAACCGCGAGGTGGAGCCAAACTTTAAAACCAGTCTC 
AGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTC 
GTGAGCTAACGCGTAAGAGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAG 
CCGTAGGAGAACCTGCGGCTGGATCACCTCCTT 


>gi|265678921|ref|NR_029229.1| Clostridium baratii strain IP 2227 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAGTT 
TCCTTCGGGAAACGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATA 
GCCTCCCGAAAGGGAGATTAATACCGCATAACATTGCAGTTTCGCATGAAACAGCAATTAAAGGAGCAAT 
CCGCTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGT 
AGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATT 
GTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTT 
TTAAGTGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGG 
AGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGC 
GACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTTCAACACCTCTGTGCCGCCGCTAACGCATTAA 
GTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGC 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCCTCTGCATTACCCTT 
AATCGGGGAAGTTCCTTCGGGAACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCG 
AGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCT 
ACACACGTGCTACAATGGCAAGTACAGAGAGATGCTATACCGCGAGGTGGAGCTAAACTTCAAAACTTGT 
CTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATG 
TCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAG 
TTCGTGAGCTAACGCGTAAGCGAGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAA 
GGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTT 


>gi|265678920|ref|NR_029228.1| Marinomonas vaga strain 40 16S ribosomal RNA, partial sequence 
AACTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAA 
ACGATGATAGCTTGCTATCAGGCGTCGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTAGTAGT 
GGGGGACAACATGTGGAAACGCATGCTAATACCGCATACGCCTACGGGGGAAAGGAGGGGATCTTCGGAC 
CTTTCGCTATTAGATGAGCCTGCGTGAGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATC 
TCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGG 
GTTGTAAAGCACTTTCAGGAGTCAGGAAGGGTATGCCGTTAATACCGGTATATTTTGACGTTAACTCCAG 
AAGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTAC 
TGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTCGGATGTGAAATCCCAGGGCTCAACCTTGGAATTGC 
ACCCGATACTGGCAGGCTAGAGTACGGTAGAGGGGTGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGA 
TATAGGAAGGAACATCAGTGGCGAAGGCGACACCCTGGACCGATACTGACACTGAGGTGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGGATTTAT 
TTCNTTAGTGGCGCACGTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
TGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCT 
ACTCTTGACATCCAGTGAACTTTCCAGAGATGGATTGGTGCTTCGGGAACACTGAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTTGNGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTATTTG 
CCAGCACTTCGGGTGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCGAACTTGC 
GAGAGTAAGCGAATCCCACAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCG 
GAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCACGTC 
ACACCATGGGAGTTGATTGCTCCAGAAGTAGCTAGCTTAACTTCGGGATTGCGGTTACACNGGAGT 


>gi|265678919|ref|NR_029227.1| Halomonas elongata strain 1 H 9 16S ribosomal RNA, partial sequence 
CAACTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGA 
AACGATCCTAGCTTGCTAGGAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAG 


TGGGGGATAACTTGAGGAAACTCAAGCTAATACCGCATACGCCTACGGGGGAAAGCAGGGGCTCTTCGGA 
CCTTGCGCTATCGGATGAGCTTATGTCGGATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGAT 
CCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCG 
GGTTGTAAAGCACTTTCAGCGAGGAAGAATGCTTGTCGGTTAATACCCGGCAAGGGAGACATCACTCGCA 
GAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTA 
CTGGGCGTAAAGCGTGCGTAGGCGGCTTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGG 
CATCCGGAACTGTTAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAG 
AGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTACGAAAGCGTG 
GGTAGCAAACAGGATTAGNTACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGGTCCTC 
GAGACCTTTGTGGCGCAGTTAACGCACTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCA 
AATNAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTACCCTTGACATCGTGCGGAACTTCCCAGAGATGGATTGGTGCCTTCGGGAGCGCACAGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTA 
TTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACG 
TCAAGTCATCATGGCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAATGGGTTGCAAAGC 
GGCGACGTGGAGCTAATCTCATAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAG 
TCGGAATCGCTAGTAATCGTGCATCNGAATGGCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCAC 
GTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACTTCGGAGGGCGAGTCACACGGAGT 


>gi|265678918|ref|NR_029226.1| Blastopirellula marina strain SH 106 16S ribosomal RNA, partial sequence 
CAATTGAAGGGTTTGATTCTGGCTCAGAATGAACGTTGGCGGCATGGATTAGGCATGCAAGTCCGCGCGA 
TAACTGAGAGCTCGAGGGGACAGCGGCGAAAGGGAGAGTAACAGGTGGTTTATCTACCCTCGGGTTTGGG 
ATAGCGTCGGGAAACTGGCGGTAATACCAAATGACATCTACGGATACGGATCAAAGTTCCGGCGCCCGGG 
GATGAGACTGCTCACTATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGGTTAGCGGGCGT 
GAGAGCGTGGCCCGTCTCACTGGGACTGAGATACTGCCCAGACACCTACGGGTGGCTGCAGTCGAGTCTT 
TGGCAATGGGCGCAACGTGACCAAGCGATGCCGCGTGCGGATTAAGGCCTTCGGGTTGTAAACCGCTGTC 
AGAGGGGAAGAAATTTTGACTGATCCTCAGAGGAAGGACGGGCTAAGTTCGTGCCAGCAGCCGCGGTAAG 
ACGAACCGTCGGAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGCCCTACAAGTCAGGTG 
TGAAATCCCACGGCTCAACCGTGGAACTGCGCTTGAAACTGAGGGCTTGAGGGAGATAGGGGTGAGCGGA 
ACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCAGGAACACCGGCGGCGAAGGCGGCTCACTGGGTC 
TCTACTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTAGCTGTAA 
ACGATGAGCACTGGATCGAGGGGACTCCCACATCTTCTCGGTCGTAGCGAAAGTGTTAAGTGCTCCGCCT 
GGGGAGTATGGTCGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCTCACACAAGCGGTGGAGGATGTGG 
CTTAATTCGAGGCTACGCGAAGAACCTTATCCTAGTCTTGACATGTTTAAGAATCTCCCTGAAAGGGGAG 
AGTGCTCTTCGGAGAGCTTTTCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTCGGGTT 
AAGTCCCTTAACGAGCGAAACCCCTATCTCTAGTTGCCAGCGGTAATGTCGGGGACTCTAGAGAGACTGC 
CGGTGTGAAACCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCTTTATGACTAGGGCTGCACACG 
TGCTACAATGGTGCGAACAAAGGGACGCAAACTCGCGAGAGTAAGCAAATCCCAGAAAACGCCTCAGTTC 
GGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGGTCAGCATACCGCGGTG 
AATATGTTCCTGAGCCTTGTACACACCGCCCGTCAAGCCACGAAAGTGGGGTGCACGCGAAGTCGCTAAG 
CTAACTCGCAAGAGAGGCAGGCGCCGAACGTGAACTCCGCGATTGGGACTAAGTCGTAACAAGGTAGCCG 
TAGGGGAACCTGCGGCTGGATCACCTCCTTTCT 


>gi|265678917|ref|NR_029225.1| Planctomyces limnophilus strain Mu 290 16S ribosomal RNA, complete 
sequence 
GAGTTTGATCCTGGCTCAGAATGAACGTTGGCGGCATGGATTAGGCATGCAAGTCGAGGGAGAACCCGCA 
AGGGGACACCGGCGAACGGGGTAGGAATACATAGGTAACGTACCCTCAGGACGGGGATAGCCAAGGGAAA 
CTTTGGGTAATACCCGATGTGATGTCAGGATGTGAATGCCTGCCATCAAAGGTGAGATTCCACCTGAGGA 
GCGGCTTATGCATCATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCTGCGATGATTAGGGGGTGTGA 
GAGCATGGCCCCCACCACTGGCACTGAGACACTGGCCAGACACCTACGGGTGGCTGCAGTCGAGAATCTT 
CGGCAATGGGCGAAAGCCTGACCGAGCGATGCCGCGTGCGGGATGAAGGCCTTCGGGTTGTAAACCGCTG 
TCGGAGGGGATGAAGTGTATGGGAGCAATCTCCTGTATTTGACAGAGCCTCGGAGGAAGCACGGGCTAAG 
TTCGTGCCAGCAGCCGCGGTAATACGAACTGTGCAAACGTTATTCGGAATCACTGGGCTTACAGGGTGCG 
TAGGCGGCATTTTAAGTCAGGTGTGAAATCCCCCGGCTCAACCGGGGAACTGCGCCTGAGACTGGATTGC 
TCGAGTGAGGCAGGGGTGTACGGAACTTCCGGTGGAGCGGTGAAATGTGTAGATATCGGAAGGAACGCCA 
GCAGCGAAAGCGGTACACTGGGCCTTGTCTGACGCTGAGGCACGAAAGCCAGGGTAGCGAACGGGATTAG 
ATACCCCGGTAGTCCTGGCCGTAAACAATGAGCACTGGGGGAGGGACGGGTCACCGTTCTTTCCCGTAGC 
GAAAGCGTTAAGTGCTCCGCCTGGGGAGTATGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCTC 
ACACAAGCGGTGGAGCATGTGGCTTAATTCGAGGCAACGCGAAGAACCTTATCCTAGACTTGACATGGTG 
GGATTAGTTGGCTGAAAGGTCAATGACGCCTTCGGGTGGAACCATCACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTCGCGTTAAGTCGCTAAACGAGCGAAACCCCTGTTCTTAGTTGCCAACACGTC 
ATGGTGGGGACTCTAAGAAGACCGCCGGCGTCAAGCCGGAGGAAGGCGGGGATGACGTCAGTCCTCATGG 
CCTTTATGTCTAGGGCTGCACACGTGCTACAATGGGATGTACAGAGGGACGCCAAGCTGCGAAGCCGAGC 
AAACCCCAAAAAGCATCCCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAG 
TAATCGCCGGTCAGCAATACGGCGGTGAATGTGTTCCTGAGCCTTGTACACACCGCCCGTCAAGCCACGA 
AAGCGGGGGGCGCCTAAAGACACTTGTCTAACCGTAAGGAGGACGGTGTTTAGGGCGAAACTCGTGATTG 
GGACTAAGTNGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTCT 


>gi|265678916|ref|NR_029224.1| Geobacillus kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 
TTGATCCTCGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCAAATCGGAGC 
TTGCTCTGATTTGGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGCAAGACCGGGATAAC 
TCCGGGAAACCGGAGCTAATACCGGATAACACCGAAGACCGCATGGTCTTTGGTTGAAAGGCGGCTTTGG 


CTGTCACTTGCGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATG 
CGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGNGAAGAAGGCCTTCGG 
GTCGTAAAGCTCTGTTGTGAGGGACGAAGGAGCGCCGTTCGAAGAGGGCGGCGCGGTGACGGTACCTCAN 
GAGNAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTANGGGGCGAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGT 
CATTGGAAACTGGGGGACTTGAGTGCAGGAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAG 
AGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGCAACTGACGCTGAGGCGCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTC 
ACACCCTTTAGTGCTGCANTAACGCGATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCA 
AAGGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGTCTTGACATCCCCTGACAACCCAAGAGATTGGGCGTTCTTCGGGGGGACAGGGTGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAG 
TTGCCAGCACGAAGGTGGGCACTCTAGAGGGACTGCCGGCGACAAGTCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCC 
GCGAGGGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGC 
CGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCACGAGAGCTTGCAACACC 


>gi|265678915|ref|NR_029223.1| Mycobacterium genavense strain 2289 16S 
GGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCTTCGGAGGTACT 
CGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGG 
TCTAATACCGGATATGACCACGGAACGCATGTTTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCG 
CGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGT 
CCGGCCACACTGGGACTGAGATACGGCCCAGACTNCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGG 
GACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGTGCGAGCGTTGTCNGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTG 
AAAACCGGGGGCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAA 
TTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAG 
TAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCNGTAAA 
CGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGAATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGNCCGCACAAGCGGCGGAGCATGTGG 
ATTAATTCGATGCGACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGT 
TCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGAGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCT 
ACAATGGCCAGTACAAAGGGCTGCGATGCCGTAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCG 
GATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGC 
CTAACCTTTTGGAGGGAGCTGTCGAAGGTGGGATCGGCG 


ribosomal RNA, partial sequence 


>gi|265678914|ref|NR_029222.1| Vibrio campbellii strain 40 16S ribosomal RNA, partial sequence 


AAATTGAAGAGTTTGATCATGGCGCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGA 
AACGAGTTAACTGGAACTTGGGAACGATAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAAT 
TGCCCTGATGTGGGGGATAACCACTTGGAAACGATGGCTAATACCGCATAATGCTACGGGCCAAAGAGGG 
GGACCTTCGGGCCTCTCGCGTCAGGATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACC 
AAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCC 
TAGAGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAA 
GAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAAGGTAGTGTAGTTAATAGCTGCATTATTTGA 
CGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTT 
AATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAA 
CCTCGGAATTGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGT 
GAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGAT 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAG 
GTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAGGCAACGC 
GAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCTTCGGGAACTCTGAG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGG 
TGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGA 
GGGCAGCCAACTTGCGAGAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCATTGGAGTCTGCAACTCGA 
CTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTAGGTAGTTTCAACTACGGGAGGACAGCC 
TACCACTTTGTGGT 


>gi|265678913|ref|NR_029221.1| Peptococcus niger strain DSM 20475 16S ribosomal RNA, partial sequence 


GCCTAATACATGCAAGTCGAACGGACGAGGAAAGAGACCTCTTCGGAGTGACCTTTCCCGAGTTAGTGGC 
GGATGGGTGAGTAACGCGTGAGTGACCTGCCCAGCAGTGGGGAATAACAGTGAGAAATCATTGCTAATAC 
CGCATATCTTACAAGTGCTTCATGGTACCTGTAAGAAAGACGGCCTTCGTGCTGTCGCTGTTGGATGGAC 
TCGCGTCTGATTAGCCAGTTGGTGGGGTAACGGCCTACCAAAGCAATGATCAGTAGCCGGCCTGAGAGGG 
TGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCA 
ATGGGCGCAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAACTCTGTCCTC 


ATCCAAGAGAGGGGAAGGTAGTAACTGACCTTTCCAGGACGGTAGATGAGGAGGAAGCCCCGGCTAACTA 
TGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGCA 
GGCGGTCTGTTAAGTCAGATGTGAAAGGTTAGGGCTCAACCCTGAACGTGCATCTGATACTGGCAGACTT 
GAGTATGGAAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT 
GGCGAAGGCGACTTACTGGGCCATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTCGGAGGTTTCAAGACCGTCGGTGCCGCAGT 
TAACACAATAAGTACCCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGACTTGACATCCTGC 
TGCCGAGTGATGTAATGTCACTTTTCCTTCGGGACAGCAGAGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTCAGTTGCCATCATTAAGTTG 
GGCACTCTGACGAGACTGCCGCAGACAATGCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 
ATGTCTTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGCAGCGAAGGAGCGATCCGGAGCCAATC 
TCACAAAGCCGATCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATGCGTAGTAATC 
GCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACG 


>gi|265678912|ref|NR_029220.1| Mycobacterium chitae strain 2502 16S ribosomal RNA, partial sequence 
TTGTTTGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGG 
AAAGGCCTTCCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGG 
ATAAGCCTGGGAAACTGGGTCTAATACCGAATATGATCATGGCCTTCATGGGTTGTGGTGGAAAGCTTTT 
GCGGTGTGGGATGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTA 
GCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGAAGCAGCGACGCCGCGTGGGGGATGACGGCTTCGGGTTGT 
AAACCTCTTTCAGTCACGACGAAGCGCAAGTGACGGTAGTGACAGAACAAGCACCGGCCAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGT 
TTGTCGCGTTGTCCGTGAAAACTCACAACTCAATTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTAC 
TGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA 
GGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTACTAACGC 
ATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAG 
CGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCC 
GGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCG 
TGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAA 
GCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACA 
CCCGAAGCCAGTGGCCTAACCCGTAAGGGAGGGAGCTGTCGAAGGTGGGATCGGCGA 


>gi|265678911|ref|NR_029219.1| Mycobacterium aichiense strain 49005 16S ribosomal RNA, partial sequence 
TTGTTTGGAGAGTTTGATTCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGG 
AAAGGCCTTCCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTTGGG 
ATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGATCATGGCCTTCATGGGTTGTGGTGGAAAGCTTTT 
GCGGTGTGGGATGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTA 
GCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGT 
AAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGGACCGGCCAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGT 
TTGTCGCGTTGTTCGTGAAAACTCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTTGAGTAC 
TGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA 
GGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTACTAACGC 
ATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCGCACAAG 
CGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCC 
GGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCG 
TGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAA 
GCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACA 
CCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGA 


>gi|265678910|ref|NR_029218.1| Mycobacterium obuense strain 47001 16S ribosomal RNA, partial sequence 
TTGTTTGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGG 
AAAGGCCCTCCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGG 
ATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACGGCATTCATGTGCTGTGGTGGAAAGCTTTT 
GCGGTGTGGGATGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTA 
GCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGT 
AAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGGACCGGCCAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGT 
TTGTCGCGTTGTTCGTGAAAACTCACAACTCAATTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTAC 
TGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA 
GGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 


GTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTACTAACGC 
ATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAG 
CGGCGGAGCATGTGGATTAATTCGATCCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCT 
GGTAGAGATATCAGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCG 
TGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAA 
GCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACA 
CCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGA 


>gi|265678909|ref|NR_029217.1| Mycobacterium aurum strain 358 16S ribosomal RNA, partial sequence 
TTGTTTGGAGAGTTTGATTCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGG 
AAAGGCCTTCCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGG 
ATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGACTACGCGATGCATGTCGTGTGGTGGAAAGCTTTT 
GCGGTGTGGGATGGCCCGCGGCCTATCAGCTTGTTGGTGAGGTTACGGCTCACCAAGGCGACGACGGGTA 
GCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGT 
AAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGGACCGGCCAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGT 
TTGTCGCGTTGTTCGTGAAAACTCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTAC 
TGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA 
GGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTACTAACGC 
ATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCGCACAAG 
CGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGTG 
CCTAGAGATAGGTATTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCG 
TGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAA 
GCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACA 
CCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGA 


>gi|265678908|ref|NR_029216.1| Propionigenium modestum strain Gra Succ 2 16S ribosomal RNA, partial 
sequence 
AATGAAGAGTTTGATCCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCGACTGGAAT 
TCACCTTCGGGTGATAGTACGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTCTAGACTGGGA 
CAACTGTTGGAAACGACAGCTAATACCGGATATTATGGACCCCTGGCATCTGGGGACTATGAAAGGCTAT 
ATGCGCTAGAGGAGAGCTTTGCGTCCCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGG 
GTAGCCGGCCTGAGAGGGTGATCGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGGTCTTCGG 
ATTGTAAAGTGCTTTCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGCGACGGCTAAATACGT 
GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGTCTAGGC 
GGCCTATTAAGTCTGATGTTAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGGTAGGCTAGAGT 
ATCAGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGG 
AAGCCAGCTCACTGGATGAATACTGAGCCTGAAGCGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCC 
CGGTAGTCCACGCCGTAAACGATGATCACTAAGTGTGGGGGGTCGAACCTCCGTGCTCAACGTAACGCGA 
TAAGTGATCCGCCTGCGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCCCTTGACATCCCAAGAACTTA 
GCAGAGATGCTTTGGTGCCTTTCGGGGGAACTTGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTATGTTACCATCATTAAGTTGGGGAC 
TCATGCGAGACTGCCTGCGACGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGGG 
CTGGGCTACACACGTGCTACAATGGACAGTACAGAGAGTCGCGATCCCGCGAGGGGGAGCCAATCTCAGA 
AAGCTGTTCTTAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTTGGAATCGCTAGTAATCGCGAA 
TCAGCAATGTCGCGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGC 
ACCTGAAGTAGCAGGCCTAACCCTTCGGGGAGGGATGTTCCTAAGGTGTGATTAGCGATTGGGGTGAAGT 
CGTAACAAGGTATCCGTACGGGAACGTGCGGATGGATCACCTCCT 


>gi|265678907|ref|NR_029215.1| Rhodobacter sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
CAACTTGAGAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAA 
GTCTTCGGACTTAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTTGCTTCGGAATAGCCCCGG 
GAAACTGGGAGTAATACCGAATGTGCCCTTTGGGGGAAAGATTTATCGGCAAAGGATCGGCCCGCGTTGG 
ATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCA 
AGCCTGATCTAGCCATGCCGCGTGATCGATGAAGGCCTTAGGGTTGTAAAGATCTTTCAGGTGGGAAGAT 
AATGACGGTACCACCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTA 
GCGTTATTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCGGAAAGTCAGAGGTGAAATCCCAGGG 
CTCAACCCTGGAACTGCCTTTGAAACTCCCGATCTTGAGGTCGAGAGAGGTGAGTGGAATTCCGAGTGTA 
GAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCT 
GAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCC 
AGTCGTCGGGCAGCATGCTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGCCG 
CAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 


ACGCGCAGAACCTTACCAACCCTTGACATGGCGATCGCGGTTCCAGAGATGGTTCCTTCAGTTCGGCTGG 
ATCGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAG 
CGCAACCCACGTCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGAAACTGCCGGTGATAAGCCGGAG 
GAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTG 
ACAATGGGTTAATCCCAAAAAGCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGA 
ATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAATTGGTTCTACCCGAAGGCGGTGCGCCAACCTCGCAAGAGGAGGCAGCCGACCACGGTAGG 
ATCAGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|265678905|ref|NR_029213.1| Burkholderia graminis strain C4D1M 16S ribosomal RNA, partial sequence 


CTTACGCATGCAATTCGAACGGCAGCACGGGAGCAATCCTGGTGGCGATTGGCGAACGGGTGAGTAATAC 
ATCGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGCTCTGCGGAG 
GAAAGCGGGGGATCCTTCGGGACCTCGCGCTACAGGGGCGGCCGATGGCAGATTAGCTAGTTGGTGGGGT 
AAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCC 
GCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACTGCCTGGCTAATATCC 
GGGCGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGCTAAGACAGATGTGAAATC 
CCCGGGCTTAACCTGGGAACTGCATTTGTGACTGGCGGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCA 
CGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACT 
GACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATG 
TCAACTGGTTGTCGGGCCTTCATTGGCTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTA 
CGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTC 
GATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAAGTCCGCTGAGAGGTGGATGTGCCCGAA 
AGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCCAGGGAGACTGCCGGTGACAAACCGGA 
GGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGG 
AACAGAGGGTCGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCACTCTG 
CAACTCGAGTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGG 
GTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGA 
GGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGG 
CTGGATCACCTCCTTTCCAGAGCTGAACGTGTCAAACGTTGAGCGCTCACGCTTATCGGCTGTAGTGAAG 
AAACGCAGACAGACTCAGGGGTCTGTAGCTCACTCGGTTAGAGCACCGTCTTGATAAGGC 


>gi|265678904|ref|NR_029212.1| Burkholderia phenazinium strain A 1 16S 
AGTCGAACGGCAGCACGGGGGCAACCCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGT 
CCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGCTCTACGGAGGAAAGGGGGGGA 
TCTTAGGACCTCTCGCTACAGGGGCGGCCGATGGCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAG 
GCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAA 
GGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCCTCTGGGTTAATACCCCGGGGGGATGACGG 
TACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTCCGCTAAGACAGATGTGAAATCCCCGGGCTTAACCT 
GGGAACTGCATTTGTGACTGGCGGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAA 
ATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTCG 
GGTCTTCATTGACTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAA 
AACCTTACCTACCCTTGACATGGTCGGAACCCTGCTGAAAGGTGGGGGTGCTCGAAAGAGAACCGATACA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGTCCCTAGTTGCTACGCAAGAGCACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTCGCC 
AACCCGCGAGGGGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCACTCTGCAACTCGAGTGCGT 
GAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACG 
GTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCT 
TTCTCGAGCTAAACTTTTCAATTTGAAGCGCTCACGCTTATCGGCTGTGATC 


>gi|265678903|ref|NR_029211.1| Burkholderia glumae strain P 1-22-1 16S 
ACAATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATACAT 
CGGAACATGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCTACGGAAGA 
AAGCGGGGGACCTTCGGGCCTCGCGCTATAGGGTTGGCCGATGGCTGATTAGCTAGTTGGTGGGGTAAAG 
GCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGT 
GTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCCTGAGGGCTAATATCCTTCG 
GGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
GAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGCTAAGACCGATGTGAAATCCCCG 
GGCTCAACCTGGGAACTGCATTGGTGACTGGCAGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTG 
TAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACG 
CTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAA 
CTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGT 
CGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATG 
CAACGCGAAAAACCTTACCTACCCTTGACATGGTCGGAATCCTGAGGANACTCGGGAGTGCTCGAAAGAG 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


AACCGATACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACA 
GAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATTGCACTCTGCAAC 
TCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCT 
TGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGAC 
GGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGG 
ATCACCTCCTDTTCTCGAGCTTATTCCGCATACATTGAAG 


>gi|265678902|ref|NR_029210.1| Burkholderia pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 
CGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACATGTC 
CTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCTACGGATGAAAGCGGGGGAC 
CTTCGGGCCTCGCGCTATAGGGTTGGCCGATGGCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGG 
CGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAG 
GCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCCTTGGTTCTAATATAACCGGGGGATGACGGT 
ACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATC 
GGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGCTAAGACCGATGTGAAATCCCCGGGCTCAACCTG 
GGAACTGCATTGGTGACTGGCAGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAA 
TGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGG 
GGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGATTGACGGGGACCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAAC 
CTTACCTACCCTTGACATGGTCGGAATCCTGCTGAGAGGTGGGAGTGCTCGAAAGAGAACCGATACACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACG 
TCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCCAAC 
CCGCGAGGGGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAA 
GCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCC 
CGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTA 
GGATTCATGACTGGGGTGAAGTCGTAACAAGTAGCCGTATCGGAAAGGTGCGGCTGGATCACCTCCTTTC 
CAGAGCTTCTCGCAAAATTGAGCGCTCACGCTTATCGGCTGTTAATTAAAAACAAACT 


>gi|265678901|ref|NR_029209.1| Burkholderia cepacia strain 717 16S ribosomal RNA, partial sequence 
ATCCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGG 
AACATGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCCACGGATGAAAG 
CGGGGGACCTTCGGGCCTCGCGCTATAGGGTTGGCCGATGGCTGATTAGCTAGTTGGTGGGGTAAAGGCC 
TACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTG 
TGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCCTTGGCTCTAATACAGTCGGGGG 
ATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAG 
CGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGCTAAGACCGATGTGAAATCCCCGGGC 
TCAACCTGGGAACTGCATTGGTGACTGGCAGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAG 
CAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTC 
ATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTA 
GTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGC 
AAGATTAAAACTCAAAGGAATTGACGGGACCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACG 
CGAAAAACCTTACCTACCCTTGACATGGTCGGAATCCTGCTGAGAGGCGGGAGTGCTCGAAAGAGAACCG 
GCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGG 
TTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAG 
TGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCA 
CCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCAC 
CTCCTTTC 


>gi|265678900|ref|NR_029208.1| Mycobacterium novocastrense strain 73 16S ribosomal RNA, complete sequence 
TAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCC 
CTTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAG 
CCTGGGAAACTGGGTCTAATACCGAATATTTCCTTTTGGTCGCATGGCTGGGAGGGGAAAGCTTTTGCGG 
TGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGAGGTTATGGCTTACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGCAAGCCTGATGCAGTGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCAATAGGGACGAAGCGCAAGTGACGGTACCTATAGAAGAAGGACCGGCCAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTGT 
GTCGCGTCGTCCGTGAAAACTCACAGCTTAACTGTGGGCGTGNGGGCGATACGGGCAGACTTGAGTACTG 
CAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCCGTGGCGAAGG 
CGGGTCTCTNGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCA 
TTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGAC 
TGCAGAGATGTGGTTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 


ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGCGTTATGGCGGGGACTCG 
TGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAA 
GCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATC 
ANCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACA 
CCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGANCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGT 
CGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTA 


>gi|265678899|ref|NR_029207.1| Megasphaera elsdenii strain LC 1 16S ribosomal RNA, partial sequence 
GATTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAG 
AGATGAGAAGCTTGCTTCTTATCGATTCGAGTGGCAAACGGGTGAGTAACGCGTAAGCAACCTGCCCTTC 
AGATGGGGACAACAGCTGGAAACGGCTGCTAATACCGAATACGTTCTTTTTGTCGCATGGCAGAGGGAAG 
AAAGGGAGGCTCTTCGGAGCTTTCGCTGAAGGAGGGGCTTGCGTCTGATTAGCTAGTTGGAGGGGTAACG 
GCCCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTAGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCG 
TGAACGATGACGGCCTTCGGGTTGTAAAGTTCTGTTATACGGGACGAATGGCGTACGGGTCAATACCCGT 
TACGAGTGACGGTACCGTAAGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTG 
GCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGCGTCGTAAGTCGGTCTTAAAAGTGC 
GGGGCTTAACCCCGTGAGGGACCGAAACTGCGATGCTAGAGTATCGGAGAGGAAAGCGGAATTCCTAGTG 
TAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGCTTTCTGGACGACAACTGACG 
CTGAGGCGCGAAAGCCAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGATA 
CTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGT TAACGCAATAAGTATCCCGCCTGGGGAGTACG 
GCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGCCTTGACATTGATTGCTATGGATAGAGATATCCAGTTCCTCTTCGG 
AGGACAAGAAAACAGGTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCCTATCTTCTGTTACCAGCGAGTTAAGTCGGGGACTCAGGAGAGACTGCCGCAGACAAT 
GCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGGCTTGGGCTACACACGTACTACAATG 
GCTCTTAATAGAGGGAAGCGAAGGAGCGATCCGGAGCAAACCCCAAAAACAGAGTCCCAGTTCGGATTGC 
AGGCTGCAACTCGCCTGCATGAAGCAGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGAATCC 


>gi|265678898|ref|NR_029206.1| Rhodococcus coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACATGAAGCCCA 
GCTTGCTGGGCGGATTAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTCTGGGATAAG 
CCTGGGAAACTGGGTCTAATACCGGATATGACCATGGGATGCATGTCCTGGTGGTGGAAAGGTTTATCGG 
TGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCAGCAGGGACGAAGCGCAAGTGACTGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTTT 
GTCGCGTCGTGTGTGAAATCCCGCAGCTCAACTGCGGGCTTGCAGGCGATACGGGCAGACTTGAGTACTG 
CAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG 
CGGGTCTCTGGGCAGTAACTGACGCTGAGGAACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGACCCGTGCCGTAGCTAACGCA 
TTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGACGAC 
TGCAGAGATGTGGTTTCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCG 
TAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGTCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAG 
CCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTC 
GTAACAAGGTA 


>gi|265678897|ref|NR_029205.1| Thermotoga hypogea strain SEBR 7054 16S ribosomal RNA, partial sequence 
GGTTTGATCCTGGCTCAGGGTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGTACCCGCAA 
GGGTACCAGCGGCGCACGGGTGAGTAACACGTGGGTAATCTACCCCTCGGAGGGGGATAACCGGGGGAAA 
CCCCGGCTAATACCCCATACGATCCGGCAACGAAGGTTGCTGGAGAAAGGGGCGTTTCCTCCGCCGAGGG 
ATGAGCCCGCGTCCCATCAGGTAGTTGGTGGGGTAATGGCCCACCAAGCCTACGACGGGTAGCCGGCCTG 
AGAGGGTGGTCGGCCACAAGGGCACTGAGACACGGGCCCTACTCCTACGGGAGGCAGCAGTGGGGAATCT 
TGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGGGGGATGAAGCCCTTCGGGGTGTAAACCCCT 
GTTGCGAGGGAGGAATAAGGCCTGGAGGAAATGCCAGGCCGATGACTGTACCTCGCGAGGAAGCCCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTACCCGGATTCACTGGGCGTAAAGCG 
GGTGTAGGCGGCTCGGTAAGTCGGGTGTGAAATCCCACAGCTCAACTGTGGAATTGCGCCCGAAACTGCT 
GAGCTTGGGGCCGGTAGAGGGAGACGGAACTGCCGGTGTAGGGGTGAAATCCGTAGATATCGGCAGGAAC 
GCCGGTGGGGAAGCCGGTCTCCTGGGCCGCGCCCGACGCTGAGACCCGAAAGCTAGGGGAGCAAACCGGA 
TTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGATTAATTCCTCCGTGCTGT 
AGCTAACGCGTTAAGTGGNCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGGCGGGAC 
CCCGCACAAGCGGTGGAGCGCGTGGTTTAATTGGATGCTGAGCCAAGAACCTTACCAGGGTCTTGACATG 
CAGGTGGTACCGACCCGAAAGGGGAGGGACCCCATCCTTTTGGATGGGGAGGCTGCACAGGTGGTGCACG 
GCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAATCCCTGCCCTTAGTTG 
ACAACGGTTCGGCCGGGTACTCTAAGGGGACTGCCGGTGACGANTCGGAGGAAGGAGGGGACGACGTCAG 


GTACTCGTTCCCTTTATGCCCTGGGCTACACACGCGCTACACTGGGTGGTACAATGGGTTGCGACCCCNC 
GAGGGGGAGCCAATCCCTAAAACCACCCCCAGTTCGGATCGCAGGCTGCAACCCGCCTGCGTGAAGCCGG 
AATCGCTAGTAATCGCGGATCAACCACGCCGCGGTGAATACGTTCCCGGGGTTTGCACACACCGCCCGTC 
AAACCACCCGAGTCGGGGGCACCCGAAGACGCTCATCCTAACCCGAAAGGGAGGGAGGGCGTTGAGGGTG 
AACCTGGTGAGGGGGGCTAAGTCGTAACAAGGTAACCGTACTGGAAGGTGC 


>gi|265678896|ref|NR_029204.1| Microvirgula aerodenitrificans strain Sgly2 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGG 
GAGCTTGCTCCCGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCGAATAGTGGGGGATA 
ACGCACCGAAAGGTGTGCTAATACCGCATACGCCCTGAGGGGGAAAGTGGGGGACCGCAAGGCCTCACGC 
TAATTGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAGCG 
GGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATTTTGGACAATGGGGGAAACCCTGATCCAGCCTTGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAA 
AGGACTTTTGTCCGGGAGGAAACCCTGATCGTTAATAGCGGTCGGGACTGACAGTACCGGAAGAATAAGC 
ACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGTGCGCAGGCGGTGAGATAAGTCAGCTGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGGCCGAA 
ACTGTCTCGCTAGAGTACGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGG 
AGGAACACCAATGGCGAAGGCAGCCCCCTGGGATGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGCCGTTGGAGACCTCGGTCTTTG 
GTGGCGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTT 
GACATGCCAGGAATCTCCCGGAGATGGGAGAGTGCCCGAAAGGGAACCTGGGCACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCCA 
TCATTAAGTTGGGCACTTTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCGAAGCCGCGAGG 
TGAAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAAT 
CGCAAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGAATCCGCCAGAAGTGGGTAGGGTAACCGTAAGGAGCCTGCTTACCACGGTAGGTTTCAT 
GACTGGGGTGAAGTCGTAACAAGGTACCAAT 


>gi|265678895|ref|NR_029203.1| Amaricoccus veronensis strain Benl02 16S ribosomal RNA, partial sequence 
TGAGTTTGATCCTGGCTNAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAGGACTTCG 
GTCCTAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCTTTTTCTTCGGAATAGCCCTGGGAAACTG 
GGAGTAATGCCGGATACGCCCGAAAGGGGAAAGATTTATCGGATGAGGATCGGCCCGCGTTGGATTAGGT 
AGTTGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGA 
TCCAGCCATGCCGCGTGAACGATGAAGGCCTTAGGGTTGTAAAGTTCTTTCAGCTGGGAAGATAATGACG 
GTACCATCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGGGCTATCCTTGT 
TCGGAATTACTGGGCGTAAAGCGCACGTATGCGGACCATCAAGTTGGGGGTGAAATCCCGGGGCTCAACC 
CCGGAACTGCCTCCAATACTGCTGGTCTGGAGGTCGAGAGAGGNGAGTGGAATTCCGAGTGTAGAGGTGA 
AATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCGCTGGCTCGATACTGACGCTGAGGTGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGACGTC 
GGGCGGCTTGCCGTTCGGTGTCGCAGTTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCA 
GAACCTTACCATCCCTTGACTTGGACGTCGCGGGCCGGGAGACCGGTCTTTCAGTTCGGCTGGACGTCAC 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
TTCGCCTTCAGTTGCCAGCATTCAGTTGGGCACTCTGGAAGAACNGCCGGTGATAAGCCGGAGGAAGGTG 
GGGATGACGTCAAGTCCTCATGGCCCTTACGGGATGGGATACACACGTGCTACAATGGTGGTGACAGAGG 
GTTATCCCTANAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAG 
TAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AATTGGGTCTACCCGAAGGTGGTGCGCCAACCTCGCAAGAGGAGGCAGCCAACCACGGTAGGCTCAGTGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTAG 


>gi|265678894|ref|NR_029202.1| Amaricoccus macauensis strain Benl04 16S ribosomal RNA, partial sequence 
TTGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAGGACTTC 
GGTCCTAGCGGCGGACGGGTGAGTAACGAGTGGGAACGTACCCTCTTCTTCGGAATAGCCCTGGGAAACT 
GGGAGTAATGCCGGATACGCCCCTTGGGGGAAAGATTTATCGGAGGAGGATCGGCCCGCGTTGGATTAGG 
TAGTTGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGAAACCCTG 
ATCCAGCCATGCCGCGTGATCGATGAAGGCCTTAGGGTTGTAAAGATCTTTCAGCTGGGAAGATAATGAC 
GGTACCAGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTG 
TTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCATCAAGTTGGGGGTGAAATCCCGGGGCTCAAC 
CCCGGAACTGCCTCCAAAACTGCTGGTCTGGAGTTCGAGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCGCTGGCTCGATACTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGACGTAAACGATGAGAGCTAGACGT 
CGGGCGGCTTGCCGTTCGGTGTCGCAGTTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGT 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAACATGTGGTTTAATTCGAAGCAACGCGC 
AGAACCTTACCAACCCTTGACTTGGACGTCGCGGGCCGGGAGACCGGTCTTTCAGTTCGGCTGGACGTCA 
CACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGCCTTTAGTTGCCAGCATTCAGTTGGGCACTCTAGAGGAACCGCCGGTGATAAGCCGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGTGGTGACAGAG 
GGTTATCCCTAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTA 


GTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCTTGG 
GAATTGGGTCTACCCGAAGGTGGTGCGCCAACCAGCAATGGGGGCAGCCAACCACGGTAGGCTCAGTGAC 
TGGGGTGAAATCCTAACAAGGTAGCGT 


>gi|265678893|ref|NR_029201.1| Amaricoccus kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCATCCTTCGG 
GGTGAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTCTTCTACGGAATAGCCTCGGGAAACTGA 
GATTAATGCCGTATACGCCCGAAAGGGGAAAGATTTATCGGAGGAGGATCGGCCCGCGTTGGATTAGGTA 
GTTGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGAAACCCTGAT 
CCAGCCATGCCGCGTGATCGATGAAGGCCTTAGGGTTGTAAAGATCTTTCAGCTGGGAAGATAATGACGG 
TACCAGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTT 
CGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCAGTCAGTCAGGGGTGAAATCCCGGGGCTCAACCC 
CGGAACTGCCTTTGATACTGCTGGTCTTGAGGTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGACGTCG 
GGCGGCTTGCCGTTCGGTGTCGCAGCAAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAG 
AACCTTACCATCCCTTGACATCCCTGTCGCGGCTCGAGAGATCGAGCTTTCAGTTCGGCTGGACAGGAGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGCTGTTAGTTGCCAGCATTCAGTTGGGCACTCTAACGGAACCGCCGGTGATAAGCCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGTGGTGACAGAGGG 
TTATCCCTAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGT 
AATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
ATTGGGTCTACCCGAAGACGGTGCGCCAACTCGCAAGAGAGGCAGCCGGCCACGGTAGGCTCAGTGACTG 
GGGTGAAGTCGTAACAAGGTAGCCG 


>gi|265678892|ref|NR_029200.1| Afipia broomeae strain F186 16S ribosomal RNA, partial sequence 
ATTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGCGTAGCAATA 
CGTCAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACACAGGGAAACTTG 
TGCTAATACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTA 
GTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGG 
ACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGAT 
CCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGG 
TACCGCAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCT 
CGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTCTTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTC 
CAGAACTGCCTTTGATACTGAAGATCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGCACG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTG 
GAAAGTTTACTTTTCAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAG 
AACCTTACCAGCCCTTGACATGTCTATGACCGGTACCAGAGATGGAACCTTCCCTTCGGGGCATAGAGCA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
CCGTCCTTAGTTGCTACCATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTG 
GGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGG 
GACGCTAAGGGGCAACCCTTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAG 
CCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGACCGTGCGCTAACCGAAAGGGGGCAGCCGG 
Cc 


>gi|265678891|ref|NR_029199.1| Burkholderia xenovorans strain LB400 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGGGCAACCCTGGTGGCGAGTGGC 
GAACGGGTGAGTAATACATCGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACC 
GCATACGCTCTGCGGAGGAAAGCGGGGGATCTTCGGACCTCGCGCTACAGGGGCGGCCGATGGCAGATTA 
GCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCC 
TGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACC 
TCTGCCCTAATACGGTGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGCTAA 
GACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGGCGGGCTAGAGTATGGCAGAG 
GGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCC 
CCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCCTAAACGATGTCAACTAGTTGTCGGGTCTTCATTGACTTGGTAACGTAGCTAACGCGTGAAGTTG 
ACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAT 
GATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTATGGAAGTCTGCTGAGAG 
GTGGATGTGCCCGAAAGGGAGCCATAACACAGGTGCTGCATGGCTGTCGACAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCACCCCTTGTCCCTAGTTGCTACGCAAGAGCACTCCAGGGAGACTGC 
CGGTGACAACCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACG 
TCATACAATGGTCGGAACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGATCGTAGT 
CCGGATCGCACTCTGCAACTCGGGTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGG 
TGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTA 
GTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGTGAAGTCGTAACAAGACCC 


>gi|265678890|ref|NR_029198.1| Moorella glycerini strain JW/AS-Y6 16S ribosomal RNA, complete sequence 
GTTGGACAAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGTCTTTGACCCGGCGGAATCTTCGG 
AGGAAGCGGGTTAAAGATAGCGGCGGACGGGTGAGTAACGCGTGGGTAATCTACCCTTCAGACCGGGATA 
ACACCGGGAAACTGGTGCTAATACCGGATACGTTCTGCTGGAGGCATCTCCGGTAGAAGAAAAGGGAACG 
TGAGTGACCGCTGAAGGATGAGCCCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGAC 
GATGGGTAGCCGGCCTGAGAGGGTGGCCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGCGATGAAGGCCT 
TCGGGTTGTAAAGCTCTGTCATCAGGGACGAAGTCTCGATAAGAGGTGACGGTACCTGAGGAGGAAGCCC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAA 
AGGGCGTGTAGGCGGCCCGGCAAGTCAGATGTGAAAAACCCAGGCTCAACCTGGGGGGTGCATTTGAAAC 
TGGCGGGCTTGAGGGCAGGAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAG 
GAACACCAGTGGCGAAGGCGACTCTCTGGACTGACCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTTGGAGGTATCGACCCCTCCA 
GTGCCGCAGTTAACACAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCGGGGTTT 
GACATCCCGCGAACCTGGTGGAAACACCGGGGTGCCGGTTTTACCGGAGCGCGGAGACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACCTTTAGTTG 
CCAGCACGTGAAGGTGGGCACTCTAAAGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCA 
AATCATCATGCCCCTTATATCCCGGGCTACACACGTGCTACAATGGCCTGTACAAAGGGGGGCGAACCCG 
CGAGGGGGAGCAAATCCCAAAAAGCAGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTC 
GGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCACGAAAGCTGGCAACACCCGAAGCCGGTGACCCAACCCGCGAGGGAGGGACCGTCCAAGGTGGG 
GCTGGTGATTGGGGTGAAGTCGTAACAAGGTAACCCGGGCGCC 


>gi|265678889|ref|NR_029197.1| Ruegeria lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial 
sequence 
CTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGCCCTTCGGGGTGAGCGGCGGACGGGTTAGTAACGC 
GTGGGAACGTGCCCTTTGGTACGGAATAGCCTCTGGAAACGGAGAGTAATACCGTATGAGCCCTTCGGGG 
GAAAGATTTATCGCCAAAGGATCGGCCCGCGTTAGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCC 
TACGATCTATAGCTGGTTTTAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGG 
CCCTAGGGTNGTAAAGCTCTTTCGCCTGTGAAGATAATGACGGTAGCAGGTAAAGAAACCCCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGT 
AGGCGGACTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACGGCCTCCAAAACTATCAGTCT 
AGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAG 
TGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGTAGCATGCTATTCGGTGACACACCT 
AACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCCGGG 
ACCGGTCCAGAGATGGATCTTTCACTTCGGTGACTCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCTTAGTTGCCAGCAGTTCGGCTGG 
GCACTCTAAGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTA 
CGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAACTGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCGCT 
AACCCTTCG 


>gi|265678887|ref|NR_029195.1| Rhizobium hainanense strain 166 16S ribosomal RNA, partial sequence 
GCTTACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACC 
TTTTGCTACGGAATAACGCAGGGAAACTTGTGCTAATACCGTATGTGTCCTTCGGGAGAAAGATTTATCG 
GCAAGAGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGC 
TGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTA 
AAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGC 
CGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCGATC 
AGTCAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGTCGATCTGGAGTATGGAAGA 
GGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGC 
TCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGAATGTTAGCCGTCGGGCAGTATACTGTTCGGTGGCGCAGCTAACGCATTAAACA 
TTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCTGTGTTACCCCTAGAGA 
TAGGGGGTCCACTTCGGTGGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGGGA 
CTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTAC 
ACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCT 
CAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAGCCGTGGGAGTTGGTTTTACCCGAAGG 
TAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGT 


>gi|265678885|ref|NR_029191.1| Rubrobacter radiotolerans strain P 1 16S ribosomal RNA, complete sequence 
AACAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGTGTGCTTTAGACATGCAAGTCGAACGAGAAAG 
CCCTTCGGGGTGAGTAAAGTGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCCTCGCAGGGGGACAA 
CCGGAGGAAACTCCGGCTAATACCCCGTACGCTTGTCGAGCCGCATGGCACCGACAAGGAAAGGTAGCTT 


CGGCCATCCGGCGAGGGATGGGCCCGCGGTACATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGAC 
GATGTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTCGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACACCGTGTGAGCGATGAAGGCCC 
TAGGGTCGTAAAGCTCTGTTGTTAGGGACGAAGGGCGAAGGGTTAATAGCCCCTAGCTTGACGGTACCTT 
TCGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGAGCGTGTAGGCGGTCTGGTAAGTCTGTCGTGAAAGGCTGGGGCTCAACCCTGGACG 
TGCGATGGATACTGCCAGACTAGAGGATGGTAGAGGCGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGC 
AGATATCGGGAGGAACACCAGTAGCGAAGGCGGCTCGCTGGACCATACCTGACGCTGAGACGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAACACTAGGTGTTGGGGGAG 
TCGAATCCCTCGGTGCCGAAGCCAACGCGTTAAGTGTTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC 
TCAAAAGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTTCTTTAATTCGATGCAACGCGAAGAACC 
TTACCTGGACTTGACATGGTGCTGCAAGCGCACGGAAACGTGTGACCTTCGAGGGTGCACCACAGATGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCACCGAGCGCAACCCCCGTGATG 
TGTTGCTAGCATTCAGTTGAGGACTCACATCAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACG 
TCAAGTCATCATGGCTCTTACGTCCAGGGCTAGAAACGTGCTACAATGGCGTACACAAAGGGCAGCAAGA 
CCGTGAGGTGGAGCGAATCCCATCAAAGTGCGTCTAAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGA 
AGCTGGAGTTGCTAGTAATCGCGGATCAGAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCACGGGAGTAGGTAATGCCCGAAGTGGGTGCAGCTAACCCCTTTTGGGGAGGCGGCTCACG 
AAGGTAGGATCTGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCTGAAGGTGCGGCTGGATCACCT 
CCTTAAGCTT 


>gi|265678884|ref|NR_029190.1| Psychroserpens burtonensis strain ACAM 188 16S ribosomal RNA, partial 
sequence 
ATGAAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAACGGTAAC 
ATGAGAGCTTGCTCTTGATGACGAGTGGCGCACGGGTGCGTAACGCGTATACAATCTACCTTTTACAGGG 
GGATAGCCTTTAGAAATGAAGATTAATATCCCATGGTATTATTGATTGGCATCAATTAATAATTAAAGCT 
TCGGCGGTAAGAGATGAGTATGCGTTCTATTAGCTAGATGGTGTGGTAACGGCACACCAAGGCAACGATA 
GATAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAG 
CAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATG 
GGTTGTAAACTGCTTTTATACAGGAAGAAACCGCTCTACGTGTAGAGCTCTGACGGTACTGTAAGAATAA 
GGATCGGTTATCTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTCATTGGGT 
TTAAAGGGTCCGCAGGTGGATAATTAAGTCAGGGGTGAAAGTCTGTAGCTCAACTGTGGAATTGCCTCTG 
ATACTGGTTATCTTGAGTTATTATGAAGTGGATAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTA 
CTCAGAATACCAATTGCGAAGGCAGATTACTAATAATCAACTGACACTGATGGACGAAAGCGTGGGGAGC 
GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGTTACTAGCTGTTCGGACTTCGTCTGAG 
TGCTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAA 
ATGTAGATTGACAGGACTAGAGATAGTTTTTCCTTCGGGCAATTTACAAGGTGCTGCATGGTTGTCGTCA 
GCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTC 
ATGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGATTGACGTCAAATCATCACG 
GCCCTTACGTCCTGGGCTACACACGTGCTACAATGGTTGGGACAATGAGCAGCCACTGGCCGACCAGGAG 
CGAATCTATAAACTATATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAG 
TAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGA 
AAGCTGGGAGTGCCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGGTAAAATTGGTAACTAGGGCTAAGT 
CGTAACAAGGTAGC 


>gi|265678883|ref|NR_029189.1| Kutzneria viridogrisea strain MCRL 0044 16S ribosomal RNA, partial 
sequence 
GCAAGTCGAGCGGTAAGGCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCC 
CTACACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACTTCGCGGTCGCATGGTCGTGG 
GGTGGAAAGTTCCGGCGGTGTAGGATGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAA 
GGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGAGCCAGCGACGCCGCGTGAGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCGAGTGACGGTACCTGCAGAAGAAGCACC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAA 
GAGCTCGTAGGCGGTTTGTCGCGTCGACTGTGAAAACCTACAGCTTAACTGTGGGCTTGCAGTCGATACG 
GGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG 
AACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCGACGCGTAAACGGTGGGCGCTAGGTGTGGGGGTCTTCCACGACTTCCG 
TGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTG 
ACATGCATTGGAAACCTGCAGAGATGTAGGCTCCCTTGTGGCCGGTGCACAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCG 
TAATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCA 
TGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCTAAGCCGTGAGGTGG 
AGCGAATCCCAGAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGC 
TAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCA 
CGAAAGTCGGTAACACCCGAAGCCCGTGGCCCAACCCGTAAGGGGGGGAGCGGTCGAAGGTGGGACTGGC 
GATTGGGACG 


>gi|265678882|ref|NR_029188.1| Oxalobacter formigenes strain OXB 16S ribosomal RNA, partial sequence 
GTTTGAKCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCATGGGGG 
CAACCTGATGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCCCAGAGTGGGGGACAACCAGT 


CGAAAGATTGGCTAATACCGCATACGATCTATGGATGAAAGTGGGGGACCTTCGGGCCTCACGCTCCTGG 
AGCGGCCGATAGCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCAGTAGCTGGTCTG 
AGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTT 
TGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCT 
TTTGTCAGGGAAGAAATTGATTGGGCTAATATCCCGATTAGATGACGGTACCTGAAGAATAAGCACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
TGCGCAGGCGGTTGTGTAAGACAGATGTGAAATGCCCGGGCTCAACCTGGGAATTGCATTTGTGACTGCA 
CGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAAT 
ACCGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCACTAAACGATGTCGACTAGTTGTTGGGTCTTAATAGACTTAGTAACG 
CAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGG 
AAAGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTTACATGT 
CAGAAATCCCGAAGAGATTTGGGAGTGCTCGAAAGAGAGCCTGAACACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTCGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGG 
GCACTCTAATGAAACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTA 
TGGGTAGGGCTTCACACGTCATACAATGGTGCATACAGAGGGTTGCCAACCCGAGAGGGGGAGCTAATCT 
CAGAAAGTGCATCGTAGTCCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCG 
CGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGG 
TTTTACCAGAAGTAGGTAGCTTAACCGTAAGGAGGGCGCTTACCACGGTAGGATTCGTGACTGGGGTGAA 
GTCGTAACAAGGTAAAGC 


>gi|265678881|ref|NR_029187.1| Actinomadura cremea subsp. rifamycini strain INA 1349 16S ribosomal RNA, 
partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTG 
CCCTTGACTCTGGGATAAGCCCGGGAAACCAGGTCTAATACCGGATACGATCCATCTCTCTCCTGTGATG 
ATGGTGGAAAGATTTATCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTAC 
CAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGAGCCAGCGACGCCGCGTGAGGGA 
TGACGGCCTTCGGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGGAGAAG 
CGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGTCGTGAAAGCCACGCCTTAACCGTGGGTCTGCGGTGGAT 
ACGGGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGG 
AGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATT 
CCGCGCTGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAAT 
TGACGGGGGCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCT 
TGACATCGCCGGAAATCCATCAGAGATGGTGGGTCCTTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCA 
CGTAATGGGTGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGAAACCGTGAGGT 
GGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTC 
GCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGT 
CACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCTTGTGGGGGGAGCGGTCGAAGGTGGGGCCGGC 
GATTGGGACG 


>gi|265678880|ref|NR_029186.1| Thermoanaerobacterium polysaccharolyticum strain KMTHCJT 16S ribosomal 
RNA, partial sequence 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGGTAGTGGAGCTT 
GCTCTGCTACCTTAGCGGCGGACGGGTGAGTAACACGTGAGCAACCTGCCTTTAAGACCGGGATAACACC 
TCGAAAGGGGTGCTAATACCGGATAACATTTACCCATCGCATGGTGGGTAAAGAAAGGGGGTAACCCGCT 
TAAAGAGGGGCTCGCGGCCCATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGTGTACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATCTTGCGCAATGGGGGGAACCCTGACGCAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAA 
GCTCTGTTATGTGGGAAGGACACATGAGGAAGCCCCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGGGCAAGCGTTGTCCGGAGTGACTGGGCGTAAAGGGCGCGTAGGCGGTTATACAAGTCAGGTGTAAA 
AGATACCGGCTCAACCGGTAGGTAGCATCTGATACTGTATAACATAGAGTACAGGAGAGGGGAGCGGAAT 
TCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGCCTGG 
GACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAAC 
GATGGATACTAGGTGTGGGTGAGTAAAATCATCCGTGCCGGAGCAAACGCAATAAGTATCCCGCCTGGGG 
AGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTTGTTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACAGAATCCGGTGGAAACACTGGAGTGCC 
CCTTATGGGGGAGCTGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCCTGCAGCTAGTTAGAGATCTAGCTGGACTGCCGTGGATGACACGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCCCTGGGC TACAAACGTGCTACAATGGCGAGTAC 
AGAGGGAAGCGAGGGAGCGATCCTGAGCGAATCCGATAAAGCTCGTCACAGTTCGGATTGCAGGCTGCAA 
CTCGCCTGCATGAAGTCGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATGCGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCACGAGAGTCTACAATACCCGAAGACAGGGAAGACCTGTTGAAGGTAG 
GGTAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGT 


>gi|265678879|ref|NR_029185.1| Clostridium proteoclasticum strain B316 16S ribosomal RNA, complete 
sequence 

GAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGATATAAC 
GCTGCAGAGACTTCGGTCAAAGCTTGTTGTATCTTAGTGGGGGACGGGTGAGTAACGCGTGGGCAACCTG 


CCTCATACTGGGGGATAACAGTTGGAAACGGCTGTTAATACCGCATAAGCGCACAGAGTCGCATGACTCA 
GTGTGAAAAACTCCGGTGGTATGAGATGGGCCCGCGTCAGATTAGCCAGTTGGCGGGGTAACGGCCCACC 
AAAGCAACGATCTGTAGCCGGACTGAGAGGTCGGACGGCCACATTGGGACTGAGACGCGGCCCAAACTCC 
TACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAA 
GAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGGCTCGCAAGAGAGATGACGGTACCTGAC 
TAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTA 
CTGGGTGTAAAGGGAGCGCAGACGGTCAAGCAAGTCTGAAGTGAAACCCCACGGCTCAACCGTGGGCTTG 
CTTTGGAAACTGTTTGACTAGAGTACTGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAG 
ATATTAGGAGGAACATCGGTGGGGAAGGCGGCTTANTGGACAGCAACTGACGTTGAGGCTCGAAGGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGAATACTAGGTGTTGGGTGCCAT 
AGGCATTCAGTGCCGTCGCTAACGCAGTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCA 
AAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGATCTTGAGATCCAGATGAATAAGTGGTAATGCATTTAGTCCTTCGGGACATCTGAGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGCTTAAGTCCCCCAACGAGCGCAACCCTTGTCCATA 
GTAGCCAGCAGTAAGATGGGCACTCTATGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGATCTGGGCCACACACGTGCTACAATGTCGTAACAAAGGGGAGCGAAGGA 
GCGATCCGGAGCAAATCTCAAAAATAACGACCCAGTTCGGACTGTAGGCTGCAACTCGCCTGCACGAAGC 
TGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCG 
TCACACCATGGGAGTCGGAAATGCCCGAAGCCGGTGACTTAACCGTAAGGAGAGAGCCGTCGAAGGCAGG 
TCGGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGC 


>gi|265678878|ref|NR_029184.1| Rhizobium etli strain CFN 42 16S ribosomal RNA, partial sequence 
CACAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGT 
GAGTAACGCGTGGGAACGTACCCTTTACTACGGAATAACGCAGGGAAACTTGTGCTAATACCGTATGTGC 
CCTTTGGGGGAAAGATTTATCGGTAAAGGATCGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCC 
TACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCCCAAGCCTGATCCAGCCATGCCGCGTGAG 
TGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCC 
CGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAA 
AGCGCACGTAGGCGGATCGATCAGTCAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATAC 
TGTCGATCTGGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAG 
GAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCAGTATACTGTTCGGT 
GGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTG 
ACATGCCCGGCGACCTGCAGAGATGCAGGGTTCCCTTCGGGGACCGGGACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCA 
TTTGGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGT 
GAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGGTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTT 


>gi|265678877|ref|NR_029183.1| Mycoplasma hyosynoviae strain S-16 16S ribosomal RNA, partial sequence 
CCGCCCAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGGA 
GTAGCAATACTCTAGCGGCAAATGGGTGAGTAACACGTGCTTAATCTACCTTTTAGATTGGAATACCCAA 
TGGAAACATTGGTTAATGCCGGATAAGTATGAAATCGCATGATTTCGTTATGAAAGAAGCGTTTGCTTCA 
CTAAGAGATGAGGGTGCGGAACATTAGCTAGTTGGTGAGGTAATGGCCCACCAAGGCTATGATGTTTAGC 
CGGGTCGAGAGACTGAACGGCCACATTGGGAC TGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAG 
GGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCACGATGAAGGCCCTCGGGTTGTA 
AAGTGCTGTTGCAAGGGAAGAGAAAGCAGTTGAGGAAATGCAACTGAACTGACGGTACCTTGTTAGAAAG 
CGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCG 
TAAAGCGTTCGTAGGCTGTTTATTAAGTCTGGAGTCAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGAT 
ACTGGTAAACTAGAGTTGGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGG 
AAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTCGGTGGCCAATCACTGACGCA 
GCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTAAAACTTAAAGGAATTGACGGGGAC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAGGATACGCGGAGAACCTTACCCACTCTTGACATCCT 
TCGCAAAGCTATAGAGATATAGTGGAGGTTAACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTCATGTCGA 
GGACTCTAGAGATACTGCCTGGGTAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTAC 
GAGTGGGGCTACACACGTGCTACAATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTC 
AAAAAGCCGATCTCAGTTCGGATTGGAGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGT 
AGATCAGCTTCGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGG 
TAATACCCAAAGTCGGTTTGCTAACCTCGGAGGCAACTGCCTAAGGTAGGACTGGTGACTGGGGTGAAGT 
CGTAACAAGGTATCCCTACCGGGCTAGAG 


>gi|265678876|ref|NR_029182.1| Helicobacter bilis strain Hbl 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTC 
TAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCTTTAGTCTGGGA 
TAGCCACTGGAAACGGTGATTAATACTGGATACTCCCTACGGGGGAAAGCTAAAGGATCAGCCTATGTCC 
TATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGATCGGA 


CACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGA 
AACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTAAGAGAAGA 
TTATGACGGTATCTTACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCA 
AGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGAGAGTAAGTCAGATGTGAAATCCTGTA 
GCTTAACTACAGAACTGCATTTGAAACTACTTTTCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGT 
AGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATTACTGACGC 
TGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGC 
TAGTTGTTGCCCTGCTTGTCAGGGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGT 
CGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
ATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCCGCTAGAGATAGTGGAGTGCTGGCTTGCC 
AGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTCGTCCTTAGTTGCTAGCAGTTCGGCTGAGCACTCTAAGGAGACTGCCTTCGTAAGGA 
GGAGGAAGGTGAGGAYGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGG 
ACATACAAAAAGATGCAATACCGCGAGGTGGAGCAAATCTCTAAAATGTCTCTCAGTTCGGATTGTAGTC 
TGCAACTCGACTACATAAAGCTGGAATCGCTAGTAATCGTGAATCAGCAATGTCACGGTGAATACGTTCC 
CGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGGATACTAAATTGGT 
TACCGCCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAACCTGC 


>gi|265678875|ref|NR_029181.1| Mycoplasma feliminutum strain Ben 16S ribosomal RNA, partial sequence 


TTAACGCTGGCGGTACGTCTAATACATGCAAGTCGAACGGAAATTTTAAATTACTTCGGTAAGATAAAAT 
TTTAGTGGCGAACGGGTGAGTAACACGTAGGTAATCTGCCTTTAAGTTGGGGATAACTTTCGGAAACGAA 
TGCTAATACCGAATAATCTGTGAAAAAGGCATCTTTTTCATTGTAAAGGTCCGTTTGGATCGCTTAAAGA 
GGAGCCTGCGGTGCATTAGTTAGTTGGTGGGGTAATGGCCCACCAAGACAATGATGCATAGCTGGACTGA 
GAGGTTGAACAGCCACATTGGGACTGAGAACGGCCCAAACTCCTACGGGAGGCAGCAGTAGAGAATCTTC 
GGCAATGGGGGAAACCCTGACCGAGCGATACCGCGTGAATGATGAAGTATTTCGGTATGTAAAATTCTTT 
TATTAGGGAAGAACGATATTTGTAGGAAATGACAAATAAGTGACGTTACCTAATGAATAAGTCCCGGCTA 
ACTATGTGCCAGCAGCCGCGGTAATACATAGGGGACAAGCGTTATCCGGATTAATTGGGCGTAAAGGGTG 
CGTAGGCGGTTTTTTAAGTTTGGGGTTTAATTTCATGGCTCAACCATGTCCCGCTCCAAAAACTGGAAGA 
CTAGAGCAAGATAGAGGTAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGAACACC 
AGTGGCGAAGGCGGCTTACTGGGTCTTTGCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCATGCCGTAAACGATGAGTACTAACTGTCTGGAAAACTAGGCGGTAAAGTTAACG 
CATTAAGTACTCCGCCTGAGTAGTACGTACGCAAGTATAAAACTCAAAGGAATTGGCGGGACCTCGCACA 
AGCGGTGGATCATGTTGTTTAATTCGACGATACGCGAAGAACCTTACCAGGTCTTGACATACTCGGCAAT 
ACTATAGAGATATAGTGGAGGTTATCCGATGTACAGGTGGTGCATGGTTGTCGTCACTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACTCTTATTGCTATTTGCCAGCATTCAGTTGGGAACTATAGT 
GAGACTGCCAGTGACAAACTGGAGGAAGGTAGGAATGACGTCAAATCATCATGCCCCTTATGACCTGGGC 
TACAAACGTGATACAATGGTTGATACAAAGGGAAGCCAAAGCGTGAGCTGGAGCAAATCCCAGAAAAACA 
ATCCCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCGCTAGTAATCGCAAATCAGAA 
CGTTGCGGTGAATACGTTCTCGAGGTTTGCACACACCGCCCGTCAAACCACGAAAGTTTATAATACCCAA 
AACCGGTGGTCTAACCGTAAGGAGGGAGCCGTCTAAGGTAGGGTAAATGATTGGGGTTA 


>gi|265678874|ref|NR_029180.1| Mycoplasma gateae strain ATCC 23392 16S 
CTGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTTCTTTTGAACCTAGCGGCGAATGGGT 
GAGTAACACGTGCTTAATCTACCCTTTAGATTGGAATACCCAATGGAAACATTGGCTAATGCCGGATACG 
CATGGAACCGCATGGTTCCGTTGTGAAAGGAGCCTCAAAGCTCCGCTAGAGGATGAGGGTGCGGAACATT 
AGTTAGTTGGTAGGGTAATGGCCTACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACA 
TTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGC 
TTGATGGAGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAGGGAAAGAACAC 
TTGGTTGAGGAAATGCTTCCAAGCTGACGGTACCCTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGC 
CGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTA 
AGTCTGGAGTTAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAG 
GTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCT 
TACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGATCATTAGTCGGTGGAGAGTTCACTGACGCAGCTAACGCATTAAATGATCCGCCT 
GAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTTGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAATGCTATAGAGATATAGCG 
GAGGTTAACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCT 
GCAACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGGGT 
AACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACA 
ATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATT 
GGAGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATA 
CGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTAGCTAA 
CCTCGGAGGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGA 


>gi|265678873|ref|NR_029179.1| Geobacter sulfurreducens strain PCA 16S 
CGGGGTGGTGAAAGTGGCGCACGGGTGAGTAACGCGTGGATAATCTGCCCGAGGATTTGGGATAACATCT 
CGAAAGGGGTGCTAATACCGAATAAGCCCACGGGGTCTACGGATCTTGCGGGAAAAGGGGGGGACTTTCG 
GGCCTCCTGTCTTCGGATGAGTCCGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACG 
ATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGGTGATGAAGGCCTT 
CGGGTCGTAAAGCCCTGTCGGGAGGGAAGAAATGATTGAGAGCTAATACCTCTTGGTCTTGACGGTACCT 
CCGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAA 
TTATTGGGCGTAAAGCGCGTGTAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCCGGGCTCAACCTGGGAA 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


GTGCATTGGAAACTGGGAGACTTGAGTACGGGAGAGGAGAGTGGAATTCCTAGTGTAGGAGTGAAATCCG 
TAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGACCGATACTGACGCTGAGACGCGAAAGC 
GTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAGGTGTTGCGGGT 
ATTGACCCCTGCAGTGCCGTAGCTAACGCATTAAGTACTCCGCCTGGGAAGTACGGTCGCAAGACTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAAC 
CTTACCTGGGCTTGACATCCACGGAACCCTCCCGAAACGGAGGGGTGCCCTTCGGGGAGCCGTGAGACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
TCATCAGTTGCCATCATTAAGTTGGGCACTCTGATGAAACTGCCGGTGTCAAACCGGAGGAAGGTGGGGA 
TGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGAGTCG 
CAATGCCGCGAGGTGGAGCCAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCC 
ATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCACGGGAGTCGACTGGTCCCGAAGTGCGTGAGCTAACCAGCAATGGAGGCAGCGTCC 
TAAGGAAT 


>gi|265678872|ref|NR_029178.1| Eubacterium infirmum strain W 1471 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAAGTAAAGAAATGAAGCTTCGGTAGAT 
TTCATTATGGAAAGCGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCCTGTACAGGGGGATAGCCACC 
CGAAAAGGTGATTAATACCCCATGATGCAAGAGATACACATGTATCACTTGTCAAAGATTTATCGGTATG 
GGATGGGCCTGCGTCTGATTAGCTAGTTGGTAGGGTAACGGCTTACCAAGGCAACGATCAGTAGCCGACC 
TGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGCCTTCGGGTTGTAAACTT 
CTGTCCTAGGGGAAGAAACAAATGACATTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCG 
CGGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGCATCTTAA 
GCGCAGGGTTTAAGGCAATGGCTCAACCATTGTTCGCCTTGCGAACTGGGGTGCTTGAGTGCAGGAGGGG 
AAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTT 
TCTGGACTGTTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGAGCACTAGGTGTCGGGGTCGCAAGACTTCGGTGCCGCAGTTAACGCATTAAGTGCT 
CCGCCTGGGAAGTACGCACGCAAGTGTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGAACTTGACATCCTCTTGACAGATCCTTAAT 
CGGATTCTTCTTCGGACAAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCCATCATTTAGTTGGGCACTCTAGTGGGACTG 
CCGGGGAAAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCTGGGCTACACAC 
GTGCTACAATGGCCGGTACAACAGGCAGCGAACCCGTGAGGGGGAGCGAATCCCAAAAGCCGGTCCCAGT 
TCGGACTGTAGGCTGCAACTCGCCTACACGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGG 
TGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGTGCCCGAAGTCGGTT 
ATTTAATCTATCGCCTAAGGCAAAACCAATGACTGGGGTGAAGTCGTAACCAAGGTAGCCCGTATCGGAA 
GGTGCCGGCTGGATCACCTCCTTAAA 


>gi|265678871|ref|NR_029177.1| Desulfobacter vibrioformis strain B54 16S ribosomal RNA, complete sequence 
TGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGGGATTGCTTGCAATC 
CTGAGTAGAGTGGCGCACGGGTGAGTAACACGTAGATAATCTGTCTCCAAGCCTGGGATAACTATTCGAA 
AGGGTAGCTAATACCGGATAAAGTTGATTCACATAAGTGGATTAATGAAAGATTGCCTCTTCNTGAAAGC 
AATTGTTTGGGGGTGAGTTTGCGTACCATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATGG 
TTAGCTGGTCTGAGAGGATGATCAGTCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGAGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCTTTGGG 
TCGTAAAGCTCTGTCAACAGGGAAGAAGTTATTATCTATTAATAGTGGATACTATTGACGGTACCTGTGG 
AGGAAGCGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGGCGCAAGCGTTATTCGGAATTAT 
TGGGCGTAAAGGGCGCGTAGGCGGTCTTGTCCGTCAGGTGTGAAAGCCCGGGGCTCAACCCCGGAAGTGC 
ACTTGAAACAGCAAGACTTGAATACGGGAGAGGAAAGCGGAATTCCTGGTGTAGAGGTGAAATTCGTAGA 
TATCAGGAGGAACACCGATGGCGAAGGCAGCTTTCTGGACCGATATTGACGCTGAGGCGCGAAGGCGTGG 
GTAGCGAACGGGATTAGATACCCCGGTAGTCCACGCAGTAAACGTTGTACACTCGGTGTGGCGGATATTA 
AAATCTGCTGTGCCCAAGCTAACGCATTAAGTGTACCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTA 
CCTGGGTTTGACATCCTGTGAATATTGGGTAATTGCCATAGTGCCTTCGGGAGCACAGAGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGCAACCCTTATCGTCA 
GTTGCCAGCACATAATGGTGGGAACTCTGGCGAGACTGCCCCGGTCAACGGGGAGGAAGGTGGGGATGAC 
GTCAAGTCCTCATGGCCCTTATATCCAGGGCTACACACGTGCTACAATGGTAGGTACAAAGGGCAGCGAC 
TCTGCAAAAAGAAGCGAATCCCAAAAGCCTATCTCAGTCCGGATTGGGGTCTGCAACTCGACCCCATGAA 
GTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATATGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGAAGTTGATTATACCCGACGTCGCTGGGCTAACTATTTATAGGGGCAGGCGCCTAAGG 
TATGGTCGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTTGGAG 


>gi|265678870|ref|NR_029176.1| Desulfobulbus rhabdoformis strain M16 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGCGAAAGGGTCTTCGGGACTGAGTAGAGTGGCGCACGGGT 
GAGTAACGCGTAGATAACCTGTCTTGATGTCTGGAATAACCAGCCGAAAGGCTGACTAATACCGGATNGT 
CTCGCTTTTTATAAGGATTGTGAGTAAAGGTGGCCTCTGATATNAAGCTATCGCATTAAGAGGGGTCTGC 
GTACCATTAGCTTGTAGGTGGGGTAATAGCCTACCTAGGCAACGATGGTTAGCGGGTCTGAGAGGATGAT 
CCGCCACACTGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGG 
GGGCAACCCTGACGCAGCGACGCCGCGTGAGTGAGGAAGGCCTTCGGGTCGTAAAGCTCTGTCAAGAGGA 
AAGAAGTGCATAGTAGTTAATACCTGCTATGTTTGACGGTACCTCTAAAGGAAGCACCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGCAGGC 
GGCCTGGTAAGTCAGATGTGAAAGCCCACGGCTTAACCGTGGAAGTGCATTTGAAACTGTCAGGCTTGAG 
TACCAGAGGGGAAAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGC 


GAAGGCGACTTTCTGGCTGAGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGTCAACTAGATGTAGGGGGTGTTGATCCCCTCTGTGTCGCAGCTAA 
CGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCCGAGAA 
TCTTGAGGAAACTTGAGAGTGCCTCCATTAGGAGGAGCTTGGAGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCAGTTCGG 
CTGGGCACTCTAAAGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
TTTATGACCAGGGCTACACACGTACTACAATGGCATATACAAAGGGCAGCGACATNGCGAAGTGAAGCGA 
ATCCCATAAAATTTGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTA 
ATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAG 
TCGGTTGTACCAGAAGCAGTTGAGCTAACCCTTCGGGGGGA 


>gi|265678869|ref|NR_029175.1| Mycoplasma testudinis strain 01008 16S ribosomal RNA, partial sequence 
ATATGCAAGTCGATCGGGTGTAGCAATACACCAGAGGCGAACGGGTGAGTAACACGTATCCAATCTGCCC 
TATAGCGGGGGACAACTAGTCGAAAGATTAGCTAATACCGCATAACAAGTAACTTATCGCATGAGAATTA 
CTTTAAAGGTCCGTTTGGACCACTATAGGATGAGGGTGCGGCATATCAGCTAGTTGGTGAGGTAACGGCC 
CACCAAGGCTATGACGTGTAGTTATGCTGAGAGGTAGAATAACCACAATGGGACTGAGACACGGCCCATA 
CTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAA 
CGATGAAGGTCTTTATGGATTGTAAAGTTCTTTTATTTGGGATGAATGATTAGCAAAGGAAATGTTGCTA 
GTTTGACCGTACCATTTGAATAAGTAACGACTAACTATGTGCCAGCAGTCGCGGTAATACATAGGTTGCA 
AGCGTTATCCGGATTTATTGGGCGTAAAACAAGCGCAGGCGGATTAGAAAGTCTGGTGTTAAAATCAACT 
GCTTAACGGTTGAATGCATTGGAAACTTCTAGTCTAGAGTATGGTAGAGAGTTCTGGAACTCCATGTGGA 
GCGGTGGAATGCGTAGATATATGGAAGAACACCAGTTGCGAAGGCGAGAACTTAGGCCACTACTGACGCT 
TAGGCTTGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACTGTAAACGATGGATGTT 
AAGTGTCGGGGCGATCACCTCGGTGCTGAAGTTAACACATTAAACATCCTGCCTGGGTAGTACATTCGCA 
AGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTCGACGGTA 
CACGAAAAACCTTACCTAGACTTGACATCCTTGGCAAAGCTCCATAGAAATATAGCGGAGGTTAACCGAG 
AGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCTTATTGCTAGTTACTTTGTCTAGCGAGACTGCCAACGTAAGTTGGAGGAAGGTGGGGATGACGTCA 
AATCATCATGCCCCTTATGTCTAGGGCTGCAAACGTGCTACAATGGCCATTACAAACAGTTGCCAAACCG 
TAAGGTGGAGCTAATCTGTAAAGATGGTCTCAGTTCGGATTGAGGGCTGCAATTCGCCCTCATGAAGTCG 
GAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGT 
CAAACTATGAGAGCTGATAGTGTCTAAAACCGTGTTGCTAACCGTAAGGAAGCGCATGTCTAGGGCAAGA 
TCGGTGATTGGAGTTA 


>gi|265678868|ref|NR_029174.1| Mycoplasma felis strain ATCC 23391 16S ribosomal RNA, partial sequence 
GAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTTTAGGACTTAGCGGCGAATGGGTG 
AGTAACACGTACTTAACGTACCTTTTAGTTTGGAATAACGGTGAGAAATTATCGCTAATGCCGGATACTT 
TTTTATTTCACATGAGATTTAAATAAAAGGAACTTCAAAGTTTCACTAAAAGATCGGGGTGCGGAACATT 
AGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACA 
CTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGGCGAAAGC 
CTGATGGAGCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGNNNAA 
ATATTATAAGAAAAGATAATATCTTGACGGTACCTTATCAGAAAGCAACGGCTAACTATGTGCCAGCAGC 
CGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTGTGTTA 
AGTCTGGCGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCACACTAGAATTGTATAGAG 
GTTAGCGGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAACATGGCGAAGGCAG 
CTAACTGGGTACATATTGACACTGAGAGACGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTAGT 
CCACGCTGTAAACGATGATGATTAGCTGATAGAGAATCTATCGGCACAGCTAACGCATTAAATCATCCGC 
CTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAG 
TGGAGGTCAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTC 
CTGCAACGAGCGCAACCCTTGGTCCCTTAGTTAAATATTCTAGGGAGACTGCCCGAGTAATTGGGAGGAA 
GGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGATGGTACA 
AAGAGAAGCAATACGGCGACGTNGAGCAAATCTCAAAAAACCATTCTCAGTTCGGATTGTAGTCTGCAAC 
TCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTC 
TTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACA 
ACTGCCTAAGGCAGGGCCGGTGACTGGGGGTGA 


>gi|265678867|ref|NR_029173.1| Bordetella holmesii strain CDC F5101 16S ribosomal RNA, complete sequence 
TAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGGATGCTTTACACATGCAAGTCGGACGGCAGCAC 
GGGGCTTCGGCCTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCCGGTAGCGGGGGAT 
AACTACGCGAAAGCGTGGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCA 
CTATTGGAGCGGCCGATATCGGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCCGTAGC 
TGGTTTGAGAGGACGACCAGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTA 
AAGCACTTTTGGCAGGAAAGAAACGGCACGGGCTAATATCCTGTGCAACTGACGGTACCTGCAGAATAAG 
CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGGGCTTAACCTTGGAACTGCATTTTT 
AACTACCGAGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCG 
GAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCMCGAAAGTGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGCCTT 
GGTAGCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATT 
GACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCT 


TGACATGTCTGGAATCCCGAAGAGATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCT 
ACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTTGCCAACCCGCGAGGGGGA 
GCCAATCCCAGAAACCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCT 
AGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATG 
GGAGTGGGTTTTACCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGATTCATGACT 
GGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCT 


>gi|265678866|ref|NR_029172.1| Aquifex pyrophilus strain Kol5a 16S ribosomal RNA, partial sequence 
TTCCCTGAAGAGTTTGATCCTGGCTCAGCGCGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTGCGC 
AGGCTCGCTCCCTCTGGGAGCGGGTGC TGAGCGGCAAACGGGTGAGTAACACGTGGGTAACCTACCCCCA 
GGAGGGGGATAACCCCGGGAAACCGGGGCTAATACCCCATAAAGCCGCCCGCCACTAAGGCGAGGCGGCC 
AAAGGGGGCCTCTGGGCTCTGCCCAAGCTCCCGCCTGGGGATGGGCCCGCGGCCCATCAGGTAGTTGGTG 
GGGTAACGGCCCACCAAGCCTATGACGGGTAGCCGGCCTGAGAGGGTGGCCGGCCACAGCGGGACTGAGA 
CACGGCCCGCACCCCTACGGGGGGCAGCAGTGGGGAATCGTGGGCAATGGGCGAAAGCCTGACCCCGCGA 
CGCCGCGTGGGGGAAGAAGCCCTGCGGGGTGTAAACCCCTGTCGGGGGGGACGAAGGGACTGTGGGTTAA 
TAGCCCACAGTCTTGACGGTACCCCCAGAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGTCCCGAGCGTTGCGCGAAGTCACTGGGCGTAAAGCGTCCGCAGCCGGTCGGGTAAGCGGGATGTC 
AAAGCCCACGGCTCAACCGTGGAATGGCATCCCGAACTGCCCGACTTGAGGCACGCCCGGGCAGGCGGAA 
TTCCCGGGGTAGCGGTGAAATGCGTAGATCTCGGGAGGAACACCGAAGGGGAAGCCAGCCTGCTGGGGCT 
GTCCTGACGGTCAGGGACGAAAGCCGGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCCGGCCGTAAA 
CCATGGGCGCTAGGGCTTGTCCCTTTGGGGCAGGCTCGCAGCTAACGCGTTAAGCGCCCCGCCTGGGGAG 
TACGGGCGCAAGCCTGAAACTCAAAGGAATTGGCGGGGGCCCGCACAACCGGTGGAGCGTCTGGTTCAAT 
TCGATGCTAACCGAAGAACCTTACCCGGGCTTGACATGCCGGGGAGACTCCGCGAAAGCGGAGTTGTGGA 
AGTCTCTGACTTCCCCCCGGCACAGGTGGTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCTGCCCCTAGTTGCTACCCCGAGAGGGGAGCACTCTAGGGGGACCGCC 
GGCGATAAGCCGGAGGAAGGGGGGGATGACGTCAGGTCAGTATGCCCTTTATGCCCGGGGCCACACAGGC 
GCTACAGTGGCCGGGACAATGGGAAGCGACCCCGCAAGGGGGAGCTAATCCCAGAAACCCGGTCATGGTG 
CGGATTGGGGGCTGAAACTCGCCCCCATGAAGCCGGAATCGGTAGTAACGGGGTATCAGCGATGTCCCCG 
TGAATACGTTCTCGGGCCTTGCACACACCGCCCGTCACGCCACGGAAGTCGGTCCGGCCGGAAGTCCCCG 
AGCTAACCGGCCCTTTTTGGGCCGGGGGCAGGGGCCGATGGCCGGGCCGGCGACTGGGGCGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACCTGC 


>gi|265678865|ref|NR_029171.1| Aggregatibacter actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 
RNA, partial sequence 
TTGAATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGGACG 
GTAGCAGGTAAGTACTTGTACTTATGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGNATCTGTCTT 
ATGGAGGGGGATAACGACGGGAAACTGTCGCTAATACCGCGTAGAATCGGGAGATGAAAGTGTGGGACCT 
TCGGGCCACATGCCATAGAATGAGCCCAAGTGTGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCG 
ACGATCGCTAGCTGGTCTGAGAGGATGGCCAGCCACACCGGGAC TGAGACACGGCCCNGNCTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGC 
CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTTGGTGTGTTAATAGCATGCCAAATTGACGTTAA 
ATACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTAATCGG 
AATAACTGGGCGTAAAGGGCACGTAGGCGGACCTTTAAGTGAGGTGTGAAATCCCCGGGCTTAACCTGGG 
NATTGCATTTCATACTGGGGGTCTGGAGTACTTTAGGGAGGGNTAGAATTCCACGTGTAGCGGTGAAATG 
CGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGGATGTACTGACGCTGATGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGGTGTCGATTTGGGGATTGGG 
GTTTAGCCCTGGTGCCCGAAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAAC 
TCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACC 
TTACCTACTCTTGACATCCGAAGAAGAACTCAGAGATGGGTTTGTGCCTTAGGGAGCTTTGAGACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTNAGTCCCGCAACGAGCGCAACCCTTATCC 
TTTGTTGCCAGCGACTTGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATG 
ACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGTAACC 
AACCAGCGATGGGGAGTGAATCTCAGAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCAT 
GAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGAGAGGGGGGCGTTTACCACG 
GTATGATTCANGAC 


>gi|265678864|ref|NR_029170.1| Prosthecochloris vibrioformis strain 6030 16S ribosomal RNA, partial 
sequence 
TGCCTAACACATGCAAGTCAAAGGAAAGCGCCTTCGGGTGCGAGTACTTGGCGCAAGGGTGAGTAAGGTA 
TAGGTAAGTTGCCTACAGGACCGGCATAACCCCGAGAAATCGGGGACAATACCGGATGATGCAGCGGAAC 
CGCATGGTTATGTTGTTAAATCAGGAATGGCCTGTAGATAAGCCTATATTCCATCAGGTAGTTGGCGGGG 
TAACGGCCCACCAAGCCTACGACGGATAGCTGGTCTGAGAGGATGATCAGCCACATTGGAACTGAGACAC 
GGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCAACGC 
CGCGTGGATGATGAAGTCCTTCGGGATGTAAAGTCCTTTTGCAGAGGAAGAACATGCTGGTTTACCGGCA 
GTGACGGTACTCTGCGAATAAGCCACGGCTAACTCTGTGCCAGCAGCCGCGGTGATACAGGGGTGGCAAG 
CGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGAATAATAAGTCGGGGGTTAAATCCATGTGC 
TTAACACATGACATGCTTCCGATACTGTTATTCTAGAGTGTCGAAGAGGAAGATGGAATTTCCGGTGTAA 
CGGTGGAATGTGTAGATATCGGAAAGAACACCAGTGGCGAAGGCAGTCTTCTGGTCGACAACTGACGCTC 
AGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTA 
GATGTTGGTCATTCGTGATCAGTGTCGAAGCTAACGCGTTAAGTATTCCACCTGGGAAGTACGCTCGCAA 


GAGTGAAACTCAAAGGAATTGACGGGGGCCCACACAAGCGGTGGATCATGTGGTTTAATTCGATGCAACG 
CGAAGAACCTTACCCGGGCTTGAAAGGCTGGCTAAACCTCCTGAAAGGGAGGGTTCTTCGGGGAGCCAGT 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CCTACAATTAGTTGCTAGCAGGTAAAGCTGAGGACTCTAATTGAACTGCCTACGCAAGTAGAGAGGAAGG 
AGGGGATGACGTCAAGTCCTCATGGCCCTTACGTCCGGGGCTACACACGTGATACAATGGTAACTACAGA 
GGGCAAAGCCGCGAGGCAGAGGAAATCCCTTAAAAGTTATCCTAGTCCGGATCGGAGTCTGCAACTCGAC 
TCCGTGAAGCTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATGTGTTCCTGGGCCTTGTAC 
ACACCGCCCGTCAAGTCATGGAAGTTGGGAGTACCCGAAGACGCGTATGCGTTTAAGGTAAGACCAGTAA 
CTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|265678863|ref|NR_029169.1| Helicobacter mustelae strain R85-13-6 16S ribosomal RNA, partial sequence 
ATTATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAT 
GAAGCTTCTAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAACGCATAGGTTATGTGCCCCATA 
GTCTGGGATAGCCACTGGAAACGGTGATTAATACTGGATACTCCCTACGGGGGAAAGTTTTTCGCTATGG 
GATCAGCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCT 
GAGAGGGTGATCGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATA 
TTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCC 
TTTTCTAAGAGAAGATAATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGAGTAATAAGTCAG 
ATGTGAAATCCTGTAGCTTAACTACAGAACTGCATTTGAAACTGTTATTCTAGAGTGTGGGAGAGGTAGG 
TGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTACTG 
GAACATTACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
CTAAACGATGAATGCTAGTTGTTGGGGTGCTTGTCACTCCAGTAATGCAGTTAACACATTAAGCATTCCG 
CCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCTACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCTGCTAGAAATAGCG 
GAGTGTCTAGTTTACTAGACCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTTAGTTGCTAGCAGTTCGGCTGAGCACTCTAAGAAG 
ACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTTAAGTCATCATGGCCCTTACGCCTAGGGCTACA 
CACGTGCTACAATGGGGTGCACAAAGAGACGCAATACCGCGAGGTGGAGCAAATCTCAAAAACATCTCTC 
AGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAGCCATGTC 
ACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGCC 
GGGATGCTAAATTGGCTACCGTCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTA 
GGTGAACCTGC 


>gi|265678862|ref|NR_029168.1| Mycobacterium terrae strain F 628 16S ribosomal RNA, partial sequence 
TGTTTGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGA 
AAGGCTTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTCTGGGA 
TAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCATGGGATGCATGTTCTGTGGTGGAAAGCTTTTG 
CGGTGTATGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCAGTATCGGCGAAGCTCCGTNGTTTTCTGCGGGGTGACGGTAGGTACAGAAGAAGCACCGGCC 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGC 
TCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCA 
GACTAGAGTACTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTTAGGGATCCGT 
GCCGTASSTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGA 
CATGCACAGGACGCCGGCAGAGATGTCGGNTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGT 
TATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCAT 
GCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTTTA 
GCGAATCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGANTCGCT 
AGTAATCGCAGATCAGCAACGCTGCGGTNAATA 


>gi|265678861|ref|NR_029167.1| Anaeroplasma abactoclasticum strain 6-1 16S ribosomal RNA, partial 
sequence 
GAGAGTTTGATCCTGGCTCAGGATTAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAATGGTAGTAGC 
AATACAAACCATGGCGAACGGGTGAGTAACACGTAGGCAACCTGTCTTTAAGACGAGGATAACCGTTGGA 
AACGACGGATAATACTGGATAGGACATCACAAAGGGCATCCTTAGATGTTTAAAGGTTATTATGCCACTT 
AGAGAGGGGCCTGCGGCGCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGATGATGCGTAGCCGG 
ACTGAGAGGTTGAACGGCCACAATGGAACTGAGAACGGTCCATACTCCTACGGGAGGCAGCAGTAGGGAA 
TTTTCGGCAATGGGCGCAAGCCTGACCGAGCAACGCCGCGTGAACGAAGAAGTTATTCGTAATGTAAAGT 
TCTTTTATCTGGGAAGAAAAAACAAATTGACTGTACCAGATGAATAAGCTCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGAGCNAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGCAGATGGCACA 
TTAAGTTTCTTGTAAAAATGCTGGGCTCAACCCAGTAGAGCAAGAGATACTGATGAGCTAGAGTACGAGA 
GAGGCAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGCAGAACACCAGTGGCGAAGGCG 
GCTTGCTAGCTCGATACTGACATTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGAGTACTAAGTGCTGGGAGGAATCTCGGTGCTGAAGTTAACGCATTAAGTACT 
CCGCCTGAGTAGTACGTACGCAAGTATGAAACTTAAAGGAATTGACGGGAGCCNGCACAAGCGGTGGAGC 
ATGTTGTTTAATTCGACGNTACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGCGAAGCTATAGAGAT 
ATAGTGGAGGTTAGCAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 


AGTCCCGCAACGAGCGCAACCCTTATATCTAGTTACCATCATTCAGTTGGGGACTCTAGATAGACTGCCA 
TTGATAAAATGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGACCTGGGCTACAAACGTG 
CTACAATGGCTGAAACAAAGAGAAGCGAAGCGGTGACGTGGAGCTAACCTCATAAAAGCAGTCTCAGTTC 
GGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTG 
AATACGTTCTCGGGCTTTGTACACACCGCCCGTCAAACCATGAGAGTTTGTAATACCCGAAGCCGGTGGC 
CTAACCGCAAGGAAGGAGCCGTCTAAGGTAGGACAGATGATTGGGG 


>gi|265678860|ref|NR_029166.1| Mycoplasma californicum strain ST-6 16S 
TTTTCGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAG 
TACTTGTACTTAGCGGCGAATGGGTGAGTAACACGTACTCAACGTACCCTTCAGATTGGCATAGCGGTTG 
GAAACAACCGATAATTCCAAATACTCGTTTTTATCGCATGATAATTACGTAAAAGACGCCTTTAAAGCGT 
CGCTGGAGGAGCGGGGTGCGCAACATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCAATGATGTTTA 
GCGGGGTTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGT 
AGGGAATATTCCACAATGGACGAAAGTCTGATGGAGCGACACAGCGTGCAGGATGAAGGCCTATGGGTTG 
TAAACTGCTGTGGTAAGGGAATAAAAAACAGTGTAGGAAATGCCACTGTATTGAATGTACCTTATTAGAA 
AGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGG 
CGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGGCGTTAAATTTTGGGGCTCAACCCCAAACCGCGTTGG 
ATACTGGCAAACTAGAGTTATGTAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAA 
GGAAGAACACCAACATGGCGAAGGCAGCTAACTGGACATATACTGACACTGAGAGACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGTTGATCATTAGCTGATGGGGAACTCATCG 
GCGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACG 
GGGCACCGCACAAGCGGTGGAGCATGTGGTTTAATTTGATNNTACGCGTAGAACCTTACCCACTCTTGAC 
ATCTTCTGCAAAGCTATAGAGATATAGTGGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCCTGTCCTTAGTTACTAACATTTAGT 
TGAGCACTCTAAGGAGACTGCCTGAGTAATCGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCT 
TACGAGTGGGGCAACACACGTGCTACAATGGCCAGTACAAAGTGAAGCAACCTGGTGACAGTGAGCAAAC 
CACAAAAAACTGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAAT 
CGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCGAACCATGGGAGC 
TGGTAATGCCCGAAGTCGGTTTATTAACAAACTGCCTAAGGCAGGACTGG 


ribosomal RNA, partial sequence 


>gi|265678859|ref|NR_029165.1| Mycoplasma pirum strain 70-159 16S ribosomal RNA, partial sequence 


GAGAGTTTGATCCTGGCTCAGGATTAACGCTGGCGGCATGCCTAATACATGCAAGTCGATCGGATGTAGC 
AATACATTAGAGGCGAACGGGTGAGTAACACGTATCCAATCTACCCTACAGTGGGGGATAACTAGTCGAA 
AGATTAGCTAATACCGCATAACAAATGTACTATCGCATGAGAAACATTTTAAAGGTCCGTTTGGACCGCT 
ATAGGATGAGGGTGCGGCATATCAGCTAGTTGGTGAGGGTAATGGCCCACCAAGGCGATGACGTGTAGTT 
ATGCTGAGAGGTAGAATAACCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGG 
GAATTTTTCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGAACGATGAAGGTCTTAATAGATTGT 
AAAGTTCTTTTATTTGGGAAGAATGGCTAGCAGAGGAAATGATGTTAGTTTGACGGTACCATTTGAATAA 
GTAACGACTAACTATGTGCCAGCAGTCGCGGTAATACATAGGTTGCAAGCGTTATCCGGATTTATTGGGC 
GTAAAGCAAGCGCAGGCGGATTAGAAAGTCTGGTGTTAAAAACAACTGCTTAACGGTTGTATGCATTGGA 
AACTTCTAGTCTAGAGTGTGGTAGAGAGTTCTGGAACTCCATGTGGAGCGGTGGAATGCGTAGATATATG 
GAAGAACACCAGTTGCGAAGGCGAGAACTTAGGCCATAACTGACGCTTAGGCTTGAAAGTGTGGGNAGCA 
AATAGGATTAGATACCCTAGTAGTCCACACCGTAAACGATGGATGTTAGATGTCGGGGTAAACGCCTCGG 
TGTCGTAGCTAACGCATTAAACATCCCGCCTGGGTAGTACATTCGCAAGAATGAAACTTAAACGGAATTG 
ACGGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTCGACGGTACACGAAAAACCTTACCTAGATTT 
GACATCCTTGGCAAAGCTATAGAAATATAGTGGAGGTTAACCGAGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCGTTAGTTACTTTGTCTA 
GCGATACTGCCAACGCAAGTTGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTAGGG 
CTGCAAACGTGCTACAATGGCCATTACAAACAGTTGCGAATCCGCAAGGTGGAGCTAATCTGCAAAGATG 
GTCTCAGTTCGGATTGAGGGCTGCAATTCGCCCTCATGAAGTCGGAATCACTAGTAATCGCGAATCAGCT 
ATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACTATGAGAGCTGGTAATATCTA 
AAACCGTGTTGCTAACCGCAAGGAAGCGCATGTCTAGGGTAGGACCGGTGATTGGAG 


>gi|265678858|ref|NR_029164.1| Clostridium innocuum strain B-3 16S ribosomal RNA, partial sequence 


ATGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAAGTC 
TTCAGGAAGCTTGCTTCCAAAAAGACTTAGTGGCGAACGGGTGAGTAACACGTAGGTAACCTGCCCATGT 
GTCCGGGATAACTGCTGGAAACGGTAGCTAAAACCGGATAGGTATACGGAGCGCATGCTCTGTATATTAA 
AGCGCCCTTCAAGGCGTGAACATGGATGGACCTGCGACGCATTAGCTAGTTGGTGAGGTAACGGCCCACC 
AAGGCGATGATGCGTAGCCGGCCTGAGAGGGTAAACGGCCACATTGGGACTGAGACACGGCCCAAACTCC 
TACGGGAGGCAGCAGTAGGGAATTTTCGTCAATGGGGGAAACCCTGAACGAGCAATGCCGCGTGAGTGAA 
GAAGGTCTTCGGATCGTAAAGCTCTGTTGTAAGTGAAGAACGGCTCATAGAGGAAATGCTATGGGAGTGA 
CGGTAGCTTACCAGAAAGCCACGGCTAACTACGTGCCAGYAGCCGCGGTAATACGTAGGTGGCAAGCGTT 
ATCCGGAATCATTGGGCGTAAAGGGTGCGTAGGTGGCGTACTAAGTCTGTAGTAAAAGGCAATGGCTCAA 
CCATTGTAAGCTATGGAAACTGGTATGCTGGAGTGCAGAAGAGGGCGATGGAATTCCATGTGTAGCGGTA 
AAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGTCGCCTGGTCTGTAACTGACACTGAGGCA 
CGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGAACTAAGTGT 
TGGAGAAATTCAGTGCTGCAGTTAACGCAATAAGTTCTCCGCCTGGGGAGTATGCACGCAAGTTNGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGNTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCAGGCCTTGACATGGAAACAAATACCCTAGAGATAGGGGGATAATTATGGATCACACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCATG 
TTACCAGCATCAAGTTGGGGACTCATGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGGCCTGGGCTACACACGTACTACAATGGCGACCACAAAGAGCAGCGACTTG 
GTGACAAGAAGCGAATCTCATAAAGATCGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGT 


CGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCG 
TCAAACCATGGGAGTCAGTAATACCCGAAGCCGGTGGCATAACCGTAAGGAGTGAGCCGTCGAAGGTAGG 
ACCGA 


>gi|265678857|ref|NR_029163.1| Thermotoga maritima strain MSB-8 16S ribosomal RNA, complete sequence 
TATATGGAGGGTTTGATCCTGGCTCAGGGTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGG 
GGAAACTCCCTTCGGGGAGGAGTACCCAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTCCGG 
AGGGGGATAACCAGGGGAAACCCTGGCTAATACCCCATACGCTCCATCAACGCAAGTTGGTGGAGGAAAG 
GGGCGTTTGCCCCGCCGGAGGAGGGGCCCGCGGCCCATCAGGTAGTTGGTGGGGTAACGGCCCACCAAGC 
CGACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACG 
GGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGCGGGACGAAG 
CCCTTCGGGGTGTAAACCGCTGTGGCGGGGGAAGAATAAGGTAGGGAGGAAATGCCCTACCGATGACGGT 
ACCCCGCTAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTACCC 
GGATTTACTGGGCGTAAAGGGGGCGTAGGCGGCCTGGTGTGTCGGATGTGAAATCCCACGGCTCAACCGT 
GGGGCTGCATCCGAAACTACCAGGCTTGGGGGCGGTAGAGGGAGACGGAACTGCCGGTGTAGGGGTGAAA 
TCCGTAGATATCGGCAGGAACGCCGGTGGGGAAGCCGGTCTCCTGGGCCGACCCCGACGCTGAGGCCCGA 
AAGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACGATGCCCACTAGGTGTGGG 
GGGGTAATCCCTCCGTGCTGAAGCTAACGCGTTAAGTGGGCCGCCTGGGGAGTACGCCCGCAAGGGTGAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCGTGTGGTTTAATTGGATGCTAAGCCAAGAA 
CCTTACCAGGGCTTGACATGCCGGTGGTACCTCCCCGAAAGGGGTAGGGACCCAGTCCTTCGGGACTGGG 
AGCCGGCACAGGTGGTGCACGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTGCCCCTAGTTGCCAGCGGTTCGGCCGGGCACTCTAGGGGGACTGCCGGCGACGAGCCGGA 
GGAAGGAGGGGATGACGTCAGGTACTCGTGCCCCTTATGCCCTGGGCGACACACGCGCTACAATGGGCGG 
TACAATGGGTTGCGACCCCGCGAGGGGGAGCCAATCCCCAAAGCCGCCCTCAGTTCGGATCGCAGGCTGC 
AACCCGCCTGCGTGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACGCCACCCGAGTCGGGGGCTCCCGAAGACACCTACCCCAACCCGAAAG 
GGAGGGGGGGTGTCGAGGGAGAACCTGGCGAGGGGGGCGAAGTCGTAACAAGGTAGCCGTACCGGAAGGT 
GCGGCTGGATCACCTCCTTTCT 


>gi|265678856|ref|NR_029162.1| Neorickettsia risticii strain Illinois 16S ribosomal RNA, partial sequence 
CTGATTTGAGAGTTTGATCCTGGCTCAGAACGAACGCTAGCGGTAGGCTTAACACATGCAAGTCGAACGG 
AATCAGGGCTGCTTGCAGCCTTGGTCCCGTGGCAGACGGGTGCGTAACGCGTGGGAACTTGCCTGGTAGT 
AGGGAATAACCAGTGGAAACATTGGGCAACACCCTATACGCCCTGAGGGGGAAAATTTATTGCTATCAGA 
TAGGCCCGCGTTAGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCTATAGCTGGTCTGA 
GAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATT 
GGACAATGGGCGAAAGCCTGATCCAGCCATACCGCATGAGTGATGAAGGCCCTTGGGTTGTAAAGCTCTT 
TTAGTGGGGAAGATAATGACGGTACCCACAGAAGAAGTCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCCCGTAAGTTAGGT 
GTGAAATCCTTGGGCTTAACCCAAGAACTGCATTTAAAACTGTGGGACTCGAACGTGAGAGAGGGCAATG 
GAATTTTTGGTGTAGGGGTGAAATCCGTAGATATCAAGAGGAACGTCAGGGGCGAAAGCGATTGCCTGGA 
TCACAGTTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGT 
AAACGATGAGTGTTAAAAGTGGGTTATTTTATCTGCTTTGTAGCTAACGCGTTAAACACTCCGCCTGGGG 
ACTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGACTCGCACAAGCGGTGGAGTATGTGGTTTA 
ATTCGATGCAACGCGAAAAACCTTACCATACCTTGACATGTGGATTGTATCCCTCTGAAGGGAGGGAGTC 
AGTTCGGCTGGATCCAACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCAGCGGTTCGGCCGGGAACTTTAAGGAAACTGCCAGT 
GACAAGCTGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGTATGGGCTACACACGTACT 
ACAATGGCAACTACAATGAGCTAGCTACACCGTAAGGTGACGCCAATCTCTTAAAGGTTGTCTCAGTACG 
GATTGCCTTCTGCAACTCGAAGGCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGA 
ATACGTTCTCGGGTCTTGTACACACTGCCCGTCAGGCCATGGGAGTTCATCTTACTCGAAGCTAGTGAGC 
TGACCGCAAGGAGGCAGCTATCTACGGTGGGGTGGGTGACTGGGGTTAAGTCGTAACAAGGTAGCCGTAG 
GTGAACCTGCGGCTGGATTACCTCCTTT 


>gi|265678855|ref|NR_029161.1| Comamonas testosteroni strain KS 0043 16S ribosomal RNA, complete sequence 
CGAACTATAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGG 
TAACAGGTCTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCTAGTAGTGGGG 
GATAACTACTCGAAAGAGTAGCTAATACCGCATGAGATCTACGGATGAAAGCAGGGGACCTTCGGGCCTT 
GTGCTACTAGAGCGGCTGATGGCAGATTAGGTAGTTGGTGGGGTAAAGGCTTACCAAGCCTGCGATCTGT 
AGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCCTCGGGTT 
GTAAACTGCTTTTGTACGGAACGAAAAGCCTGGGGCTAATATCCCCGGGTCATGACGGTACCGTAAGAAT 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGTGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCAT 
TGTGACTGCAAGGCTAGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATAT 
GCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTAACTGA 
CTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCAC 
CTTTGACATGGCAGGAACTTACCAGAGATGGTTTGGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTT 
GCTACATTCAGTTGAGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCG 
AGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGG 


AATCGCTAGTAATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCA 
CACCATGGGAGCGGGTCTCGCCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCGGGGTT 
CGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|265678854|ref|NR_029160.1| Ruminococcus callidus strain ATCC 27760 
sequence 
TTAACACATGCAAGTCGAACGGAGAACATTGAGCTTGCTTAATGTTCTTAGTGGCGGACGGGTGAGTAAC 
ACGTGAGTAACCTGCCTCTGAGAGTGGGATAGCTTCTGGAAACGGATGGTAATACCGCATAACATCATGG 
ATTCGCATGTTTCTGTGATCAAAGATTTATCGCTTAGAGATGGACTCGCGTCTGATTAGCTAGTTGGTAA 
GGTAACGGCTTACCAAGGCGACGATCAGTAGCCGGACTGAGAGGTTGATCGGCCACATTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGAT 
GCCGCGTGGAGGAAGAAGGTTTTCGGATTGTAAACTCCTGTTGAAGAGGACGATAATGACGGTACTCTTT 
TAGAAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTA 
CTGGGTGTAAAGGGAGCGTAGGCGGGATGGCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGACTG 
CATTTGAAACTGTTGTTCTTGAGTGAGGTAGAGGTAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAG 
AGATCAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGGCCTTTACTGACGCTGAGGCTCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTAGGTGTGGGGGGACTG 
ACCCCTTCCGTGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGGCCGCAAGGTTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATCGAGTGACGTACCTAGAGATAGGTATTTTCTTCGGAACACAAAGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACCATTAGT 
TGCTACGCAAGAGCACTCTAATGGGACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCAATATAACAGAGGGAAGCAATACAGCGA 
TGTGGAGCAAATCCCCAAAAATTGTCCCAGTTCAGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAA 
TTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTCGGTAACACCCAAAGCCGGTCGTCTAACCTT 


16S ribosomal RNA, partial 


>gi|265678853|ref|NR_029159.1| Borrelia japonica strain HO14 16S ribosomal RNA, partial sequence 


CCCTCGAGGTCGACGTTTGATCCTGGCTCAGAACTAACGCTGGCAGTGCGTCTTAAGCATGCAAGTCAAA 
CGAGATGTAGCAATACATTTAGTGGCGAACGGGTGAGTAACGCGTGGATGATCTACCTACGAGATGGGGA 
TAACTACTAGAAATAGTAGCTAATACCGAATAAGGTCAATTAATTTGTTAATTGATGAAAGGAAGCCTTA 
AACGTTCGCTTGTAGATGAGTCTGCGTCTTATTAGTTAGTTGGTAGGGTAAATGCCTACCAAGACAATGA 
TAAGTAACCGGCCTGAGAGGGTGAACGGTCACACTGGAACTGAGATACGGTCCAGACTCTACGGGAGGCA 
GCAGCTAAGAATCTTCCGCAATGGGCGAAAGCTGACGGAGCGAACCTGCGTGAATGAAGAAGGTCGAAAG 
ATTGTAAAATTCTTTTATAAATGAGGAATAAGCTTTGTAGGAAATGACAAGGTGATGACGTTAATTTATG 
AATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAAGGGGCGAGCGTTGTTCGGGATTAT 
TGGGCGTAAAGGGTGAGTAGGCGGATATGTAAGTCTATGCATAAAATACACAGCTCAACTGTGGAGCTAT 
GTTGGAAACTGTATATCTAGAGTCTGATAGAGGAAGTTAGAATTTCTGGTGTAAGGGTGGAATCTGTTGA 
TATCAGAAAGAATACCGGAGGCGAAGGCGAACTTCTGGGTCAAGACTGACGCTGAGTCACGAAAGCGTAG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCTGTAAACGATGCACACTTGGTGTTAACTAAAAGT 
TAGTACCGAACGTAACGCGTTAAGTGTGCCGCCTGGGGAGTATGCTCGCAAGAGTGAAACTCAAAGGAAT 
TGACGGGGGCGCCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCT 
TGACATATATAGGATATAGTTAGAGATAATTATTCCCGTTTGGGGTCTATATACAGGTGCTGCATGGTTG 
TCGTCAGCTCGTGCTGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTATCTGTTACCAG 
CATGTAATGGTGGGGACTCAGATAAGACTGCCGGTGATAAGTCGGAGGAAGGTGAGGATGACGTCAAATC 
ATCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCTGTACAAAGCGAAGCGAAGCAGTGAT 
GTGAAGCAAAACGCATAAAGCAGGTCTCAGTCCGGATTGAAGTCTGAACTCGACTTCATGAAGTTGGAAT 
CGCTAGTAATCGTATATCAGAATGATACGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACAC 
CACCCGAGTTGAGGATACCCGAAGCTATTATTCTAACCCGTAAGGGAGGAAGGTATTTAAGGTATGTTTA 
GTGAGGGGGGTGAAGTCGTAACA 


>gi|265678852|ref|NR_029158.1| Staphylococcus saccharolyticus strain S 
sequence 

CTGGCTCAGGATGTAYGCTGGNGGCGTGCCTAATACATGCAAGTCGAGCGAACAGACGAGGAGCTTGCTC 
CTCTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACTTCGGG 
AAACCGGAGCTAATACCAGATAACATGTTGAACCGCATGGTTCAACAGTGAAAGACGGTCTTGCTGTCAC 
TTATAGATGGATCCGCGCCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAA 
AACTCTGTTATTAGGGAAGAACAAATGTGTAAGTAACTATGCACGTCTTGACGGCACCTAATCAGAAAGC 
CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGT 
AAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAA 
ACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGG 
AGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCT 
TAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAAT 
TGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATC 
TTGACATCCTCTGACCCCTCTAGAGATAGAGTTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGC 
CATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAAT 
CATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCGAAACCGCGA 
GGTCAAGCAAACCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTATATGAAGCTGGA 
ATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAC 


1 16S ribosomal RNA, partial 


ACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTKTTGGAGCTAGCCGTCGAAGGTGGGACAA 
ATGATTGGGGTGAAGTCGTAACAAGGTAAGTCGTNACAAGGTAAGTCGCCACAAGGT 


>gi|265678851|ref|NR_029157.1| Clostridium botulinum A strain ELTDK 103 16S ribosomal RNA, partial 


sequence 
TACCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCTTCCTTCGGG 
GAGTGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGTGGGGGATAGCCTTCCGA 
AAGGAAGATTAATACCGCATAATATAAGAGAATCGCATGATTTTCTTATCAAAGATTTATTGCTTTGAGA 
TGGACCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGACCTGA 
GAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGGTGATGAAGGTCTTCGGATTGTAAAGCCCTG 
TTTTCTAGGACGATAATGACGGTAC YAGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGATGTTTAAGTGGGAT 
GTGAAATCCCCGGGCTTAACCTGGGGGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGCG 
GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGA 
CTGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGGATACTAGGTGTAGGGGGTATCAACTCCCCCTGTGCCGCAGTTAACACAATAAGTATCCCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGT 
GGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTTGACATCCCTTGCATAGCCTAGAGATAGGTG 
AAGCCCTTCGGGGCAAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTAGGTTAA 
GTCCTGCAACGAGCGCAACCCTTGTTATTAGTTGCTACCATTAAGTTGAGCACTCTAATGAGACTGCCTG 
GGTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTACACACGTGCT 
ACAATGGTAGGTACAATAAGACGCAAGACCGTGAGGTGGAGCAAAACTTATAAAACCTATCTCAGTTCGG 
ATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCTGGTAACACCCGAAGTCCGTGAGGT 
AACCGTAAGGAGCCAGCGGCCGAAGGTGGGATTAGTGATTGGGGTGAAGTCGT 


>gi|265678850|ref|NR_029155.1| Rickettsia canadensis strain 2678 16S ribosomal RNA, partial sequence 


ATGCTTAACACATGCAAGTCGAACGGACTAATTAGGGCTTGCTCTAATTAGTTAGTGGCAGACGGGTGAG 
TAACACGTGGGAATCTGCCCATCAGTACGGAATAACTTTTAGAAATAAAAGCTAATACCGTATATTCTCT 
ACAGAGGAAAGATGTATCGCTGATGGATGAGCCCGCGTCAGATTAGGTAGTTGGTGAGGTAATGGCTCAC 
CAAGCCAACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGAGTGAGTGA 
TGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATAATGACGTTACTTGCAGAAAAAGCCCCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGA 
GTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTTAACCTCGGAATTGCTTTCAAAACTAC 
TAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAGGTGAAATTCTTAGATATTAGGAGGAA 
CACCGGTGGCGAAGGCGATCATCTAGGCTATAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATATCGGGAGAATATCTCTCGGTTTCG 
CAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGG 
GCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGCGAAAAACCTTACCAACCCTTGACATG 
GTGGTCGCGGATTGCAGAGATGCTTTCCTTCAGTTCGGCTGGACCACACACAGGTGTTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATTCTTATTTGCCAGCGG 
ATAATGCCGGGAACTATAAGAAAACTGCCAGTGATAAGCTGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGGCCCTTACGGGTTGGGCTACACGCGTGCTACAATGGTGTTTACAGAGGGAAGCAAAACGGCGACGTG 
GAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTTGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACTGCCCGTCACGCCAT 
GGGAGTTGGTTTTACCTGAAGGTGGTGAGC TAACGCAAGAGGCAGCCAACCACGGTAAAATTAGCGACTG 
GGGTGAAGTCGTAA 


>gi|265678849|ref|NR_029154.1| Rickettsia akari strain MK (Kaplan) 16S 
ATGCTTAACACATGCAAGTCGGACGGACTGATTGGGGTTTTCTCCAGTTAGTGAGTGGCGAACGGGTGAG 
TAACACGTGGGAATCTGCCCATCAGTACGGAATAACTTTTAGAAATAAAAGCTAATACCGTATATTCTCT 
ACGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGTCGGATTAGGTAGTTGGTGAGGTAACGGCTCAC 
CAAGCCGACGATCTGTAGTTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGAGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATAATGACGTTACTTGCAGAAAAAGCCCCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGA 
GTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTTAACCTCGGAATTGCTTTCAAAACTAC 
TAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAGGTGAAATTCTTAGATATTAGGAGGAA 
CACCGGTGGCGAAGGCGGTCATCTGGGCTACGACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATATCGGAAGAGTCTCTTTCGGTTTCG 
CAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGG 
GCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGCGAAAAACCTTACCAACCTTTGACATG 
GTGGTTGCGGATCGCAGAGATGCTTTCCTTCAGTTCGGCTGGACCACACACAGGTGTTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATTCTTATTTGCCAGCGG 
GTAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGGCCCTTATGGGTTGGGCTACACGCGTGCTACAATGGTGTTTACAGAGGGAAGCAAGACGGTAACGTG 
GAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTTGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACTGCCCGTCACGCCAT 
GGGAGTTGGTTTTACCTGAAGGTGGTGAGC TAACGCAAGAGGCAGCCAACCACGGTAGAATTAGCGACTG 
GGGTGAAGTCGTAA 


ribosomal RNA, partial sequence 


>gi|265678848|ref|NR_029153.1| Bartonella vinsonii subsp. berkhoffii strain 93-C01 16S ribosomal RNA, 
partial sequence 
ACTGNCCTCAGAACGAACGCTGNCGNCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGC 
GGCAAACGGGTGAGTAACGCGTGGGAATCTACCCCTCTCTNCGGAATAACACAGAGAAATTTGTGCTAAT 
ACCGTATACGTCCCACAGGGAGACCTTTGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATT 
AGCTAGTTGGTGAGGTAAAGGCTTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACC 
CTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAAT 
GACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCG 
TTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTC 
AACCCTGGAACTGCCTTTGATACTGGATATCTTGAGTGTGGAAGAGGTGAGTGGAATTCCGAGTGTAGAG 
GTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAG 
GTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGC 
CGTCGGGCGGTTTACTGCTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAA 
GATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACG 
CGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGA 
TCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAG 
GAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTG 
ACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCA 
ACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGG 
CAGGCAACCACGGTAGGGTCAGCGACTGGGGT 


>gi|265678847|ref|NR_029152.1| Acholeplasma palmae strain J233 16S ribosomal RNA, partial sequence 
AACGGGTGAGTAACACGTAGGTAACCTGCCCCTAAGACGAGGATAACAGTTGGAAACGACTGCTAAGACT 
GGATAGGAGTATTTGAGGCATCTTGAATACTTTAAAAGACCTTTGGGTATGCTTAGGGAGGGGCCTGCGG 
CGCATTAGTTAGTTGGTGAGGTAAAGGCTTACCAAGACGATGATGCGTAGCCGGACTGAGAGGTTGAACG 
GCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGTCAATGGGG 
GAAACCCTGAACGAGCAACGCCGCGTGAACGAAGAAGTACTTCGGTACGTAAAGTTCTTTTATTAGGGAA 
GAATGGCTGGTGGAAAAACCAGAATGACGGTACCTAATGAATAAGCCCCGGCTAACTATGTGCCAGCAGC 
CGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGTCTATAA 
TGTCTGAGGTATAAGTGCAGTGCTCAACGCTGTGATGCTTTAGAAACTGATAGGCTAGAGTGAGATAGAG 
GCAAGTGGAATTCCATGTGTACGGTAAAATGCGTAAATATATGGAGGAACACCAGTGGCGAAGGCGGCTT 
GCTGGGTCTATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGAGTACTAAGTGTTGGAGAAATTCAGTGCTGTAGTTAACGCAATAAGTACTCCGCCT 
GAGTAGTACGTACGCAAGTATGAAACTTAAAGGAATTGACGGGACCCCGCACAAGCGGTGGATCATGTTG 
TTTAATTCGAGGATACACGAAAAACCTTACCAGGTCTTGACATACTCTGCAAGTCTATAGAGATATAGAG 
GAGGCTAACAGATGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTATTGCTAGTTACCATCATTAAGTTGGGGACTCTAGCGAGACTGCCAGTGATA 
AACTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACAAACGTGATACAA 
TGGCTGAAACAAAGGGAAGCGAAAGAGTGATCTGGAGCGAAACCCATAAAAGCAGTCTCAGTTCGGATTG 
AAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAAGTCGCGGTGAATACG 
TTCTCGGGGTTTGTACACACCGCCCGTCAAACCACGAAAGTCAGCAATACCCAAAGCCGGTGGCCTAACC 
GTAAGGAGGGAGCCGTTTAAGGTAGGGTTGATGATTGGGGTTAAGTCGTAACAAGGTATCCCTACCGGAA 
GGTGGGGATGGAT 


>gi|265678846|ref|NR_029151.1| Bacillus thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACCAATAA 
GAAGCTTGCTTTTTGTTGGTTAACGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACCGGG 
ATAACTCCGGGAAACCGGTGCTAATACCGGATAGATTATCTTTCCGCCTGGAGAGATAAGGAAAGATGGC 
TTTTGCCATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGA 
CGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGTC 
TTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTATCGGAGGAAATGCCGGTACCTTGACGGTACC 
TGACGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGA 
TTTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAATCTTGCGGCTCAACCGCAAG 
CGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGC 
GTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGG 
GTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGNNGCAAGCCTGAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAGGTCTTGACATCTCCTGACCCCCCTGGAGACAGGGTCTTCCCTTCGGGGACAGGATGACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGG 
TTCTAGTTGCCAGCATTCAGCTGGGCACTCTAGAGCGACTGCCGGCGACAAGTCGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGC 
GAAGCGGCGACGCATGAGCGAATCCCAGAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGC 
ATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCGA 
AGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTC 
CTTA 


>gi|265678845|ref|NR_029150.1| Halothermothrix orenii strain H168 16S ribosomal RNA, complete sequence 


TCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGCCCGCCCCGACTGAATC 
CTTCGGGATGACGACGGGATCCGGGCAGTGGCGGACGGGTGAGTAACGCGTGGAGAACCTGTCTTTCAGT 
CCGGGATAACCTGGCGAAAGCCGGGCTAATCCCGGATAGACTGTCGGATGAGCATTCAACTGACAGGAAA 
GGCGGTTTATCCGTTGCTGAGAGAGGGCTCCGCGTCGGATTAGCTAGTTGGTGAGGTAACAGCTCACCAA 
GGCGACGATCCGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGGGTGACGA 
AGGCCTTCGGGTCGTAAAGCCCTGTCCTCAGGGAAGAACCCTTACAGGAGGAAATGCCTGTAAGCTGACG 
GTACCTGAGGAGGAAGCCCTGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGAGGGCGAACGTTGT 
CCGGAATTACTGTGCGTAAAGGGTGCGTAGGCGGGTAGGCAAGTCAAATGTGAAATCCGTCGGCTCAACC 
GGCGAATAGCATTTGAAACTGCCTATCTTGAGTGCAGGAGAGGGAAGCGGAATTCCTGGTGTAGCGGTGA 
AATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGGCTTCCTGGCCTGCAACTGACGCTGAGGCAC 
GAAAGCTGGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCCAGCCGTAAACGATGGATACTAGGTGTT 
GGAGGTTCGATTCCTTCAGTGCCGGAGTTAACGCGATAAGTGTCCCGCCTGGGGAGTACGGTCGCAAGAT 
TGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGA 
AGAACCTTACCGAGGCTTGACATCCCGTGACTACCTGTGAGAGCAGGGTTTGGCTCTTTGAGCCACACGG 
AGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCTGTTCCTAGTTGCCAGCACGTCAAGGTGGGGACTCTAGGAAGACTGCCGGTGAAAGCCGGAGGAAG 
GTGGGGATGACGTCAAGTCCTCATGCCCTTTATGCCTCGGGCTACACACGTGCTACAATGGCCGGTACAG 
AGGGCAGCGAACCCGCAAGGGGAGCTAATCTCAAAAAACCGGTCCCAGTTCGGATTGCAGGCTGCAACTC 
GCCTGCATGAAGCTGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCACCCGAGTCGGATGCACCAGAAGTCACCTGCGGGTGCCGAAGGTGTGTCT 
GGTAAGGGGGGTGAAGTCGTAACAAGGTAGCCGTACGGGAACGTGCGGCTGGATCACCTCCTTA 


>gi|265678844|ref|NR_029149.1| Prevotella disiens strain EUH N 1304-72B 16S ribosomal RNA, partial 
sequence 
TACAATGGAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCTATAGGCTTAACACATGCAAGTCGAGGGG 
AACGGCAAAGAGTGCTTGCACACTTTGGACGTGACCGGCGCACGGGTGAGTAACGCGTATCCAACCTGCC 
CTTTACTTGGGGATAACCCGTTGAAAGACGGACTAATACCCAATGATATTCATTGATGACATCTCATTTG 
AATTAAAGATTTATCGGTATAGGATGGGGATGCGTCTGATTAGCTTGTTGGTGAGGTAACGGCTCACCAA 
GGCAACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTA 
CGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGA 
CGGCCCTATGGGTTGTAAACTGCNTTTGTTTGGGNATAATCGACATTACGTGTAATGTCTTTGCATGTAC 
CATTCGAATAAGGACCGGCTNATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGG 
ATTTATTGGGTTTAAAGGGAGTGTAGGCGGTTGGTTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTG 
ACTTGCAGCGCGAACTGGCTGACTTGAGTACACACAACGTAGGCGGAATTCATGGTGTAGCGGTGAAATG 
CTTAGATATCATGAAGAACTCCGATTGCGAAGGCAGCTTACGGGAGTGTTACTGACGCTTAAGCTCGAAG 
GTGCGGGTATCGAACAGGATTAGATACCCTGGTAGTCCGCACAGTAAACGATGGATGCCCGCTGTTAGCA 
CCTGGTGTTAGCGGCTAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTT 
ACCCGGGCTTGAATTGTAGGAGCACGATACAGAGATGTTGAGGTCCTTCGGGACTCCTATGAAGGTGCTG 
CATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTATCCTTA 
GTTGCCATCAGGTAATGCTGGGCACTCTGAGGATACTGCCACCGTAAGGTGTGAGGAAGGTGGGGATGAC 
GTCAAATCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGCCGGTACAGAATGTTGGTTT 
CATGTAAATGTAATCTAATCTTTAAAGCCGGTCCCAGTTCGGACTGAGGTCTGCAACCCGACCTCACGAA 
GCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCAAGCCATGAAAGCCGGGGGTGCCTGAAGTTCGTAACCGCAAGGAGCGACCTAGGGCAAAACTGGT 
AATTGGGGC 


>gi|265678843|ref|NR_029148.1| Prevotella veroralis strain ATCC 33779 16S ribosomal RNA, partial sequence 
TACAATGGAGAGTTTGATCCTGGCTCAGGATNAACGCTAGCTACAGGCTTAACACATGCAAGTCGAGGGG 
AAACGGCATTGAGTGCTTGCACTCTATGGACGTCGACCGGCGCACGGGTGAGTAACGCGTATCCAACCTT 
CCCATAACTAAGGGATAACCTGCCGAAAGGCAGACTAATACCTTATGTAATTCTTAGATGACATCAGAAG 
AGAATCAAAGATTTATCGGTTATGGATGGGGATGCGTCTGATTAGCTTGTTGGCGGGGTAACAGCCCACC 
AAGGCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCNAACTCC 
TACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAA 
GACGGCCCTATGGGTTGTAAACTGCNTTTGTATGGGGATAAAGTCAATCACGTGTGATTGTTTGCAGGTA 
CCATACGAATAAGGACCGGCTNATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCG 
GATTTATTGGGTTTAAAGGGAGCGTAGGCCGGAGATTAAGTGTGTTGTGAAATGTAGACGCTCAACGTCT 
GACTTGCAGCGCATACTGGTTTCCTTGAGTACGCACAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAAT 
GCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCTGACGGGAGCGCAACTGACGCTTAAGCTCGAA 
GGTGCGGGTATCGAACAGGATTAGATACCCTGGTAGTCCGCACAGTAAACGATGGATGCCCGCTGTTGGT 
ACCTGGTATCAGCGGCTAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCT 
TACCCGGGCTTGAATTGCAGAGGAAGGATTTAGAGATAATGACGCCTTCGGGGTCTCTGTGAAGGTGCTG 
CATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTCTCTTCA 
GTTGCCATCAGGTAATGCTGGGCACTCTGGAGACACTGCCACCGTAAGGTGTGAGGAAGGTGGGGATGAC 
GTCAAATCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGCCGGTACAGAGGGACGGTGT 
AATGCAAATTGCATCCAATCTTGAAAGCCGGTCCCAGTTCGGACTGGGGTCTGCAACCCGACCCCACGAA 
GCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCAAGCCATGAAAGCCGGGGGTGCCTGAAGTCCGTGACCGGAAGGATCGGCCTAGGGCAAAACTGGT 
GATTGGGG 


>gi|265678842|ref|NR_029147.1| Prevotella oulorum strain WPH 179 16S ribosomal RNA, partial sequence 


ATGGAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGAGGGGAAAC 
GATGACGAGAGCTTGCTCTCTTAGGCGTCGACCGGCGCACGGGTGAGTAACGCGTATCCAACCTGCCCAT 
TACAGGGGAATAACCTTGCGAAAGTAAGACTAATGCCCCATGGTATTCTCAGCAGACATCTAATGAGGAT 
TAAAGATTTATCGGTAATGGATGGGGATGCGTCTGATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGC 
AACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGG 
GAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGG 
CCCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGATCTACGTGTAGTTTATTGTATGTACCCTA 
TGAATAAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTT 
ATTGGGTTTAAAGGGAGCGTAGGCCGTAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGACTT 
GCAGCGCGAACTGGTTTACTTGAGTGTGCACAACGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTA 
GATATGACGAAGAACTCCGATTGCGAAGGCAGCTTACGGGAGCACAACTGACGCTGAAGCTCGAAGGTGC 
GGGTATCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTAAACGCTGGATGCCCGCTGTTGGCTCATT 
AGAGTCAGCGGCCAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACC 
CGGGCTTGAATTGCAGACGAACGATTCAGAGATGAAGAGGCCCTTCGGGGCGTCTGTGAAGGTGCTGCAT 
GGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTTTTCTTAGTT 
GCCATCAGGTCATGCTGGGCACTCTGGGAATACTGCCACCGTAAGGTGTGAGGAAGGTGGGGATGACGTC 
AAATCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGCCGGTACAGAGGGCAGGTTGCAT 
GTAAATGCGATCGAATCTTAAAAGCCGGTCCCAGTTCGGACTGAGGTCTGCAACCCGACCTCACGAAGCT 
GGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCAAGCCATGAAAGCCGGGGGTGCCTAAAGTCCGTTACCGCAAGGATCGGCCTAGGGCAAAACTGGTAAT 
TGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|265678841|ref|NR_029146.1| Sedimentibacter hydroxybenzoicus strain 
sequence 
ATTAAACGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGA 
TCTNCATTTATGTAGATAGTGGCGGACGGGTGAGTAACGCGTGAGCAATCTGCCCTATACAGAGGAATAG 
CCTCGGGAAACCGGGATTAAAACCACATGAAGCTTTTGTATCGCATGATATAGAAGTCAAATTGAATAAG 
AGGTATAGGATGAGCTCGCGTCTGATTAGCTAGTTGGTAAGGTAAAGGCTTACCAAGGCGACGATCAGTA 
GCCGGCCTGAGAGGGTGAACGGCCACACTGGAACTGAGACACGGTCCAGNCTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGTCTTCGGATCG 
TAAAACTCTGTCCTTGGTGAAGAAAGAAATGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGGGNNAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGAGTAGGCGGTT 
GCATAAGTCAGATGTAAAAGGCTAAGGCTTAACCATAGTATGCATTTGAAACTGTGTGACTTGAGTACAG 
GAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG 
CGGCTTACTGGACTGTAACTGACGCTGAGTCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCTGTAAACGATGAGTGCTAGGTGTTGGGTAGCGATACTCAGTGCCGAAGTAAACACAATAAG 
CACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCG 
GAGCATGTGGTTTAATTCGAAGNAACGCGAAGAACCTTACCAAGGCTTGACATCCCCNTGACCGGTGCAG 
AGATGTACCCTCTCCTTCGGGAGCAAGGGNGACAGGTGGNGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCAGGTAAAGCTGGNCACTCTA 
AGGAGACTGCCGATGATAAATCGGAGGAAGGTGGGGATGACGTNNAATCATCATGCCCCTTATGTCTTGG 
GCTACACACGTGCTACAATGGTCGGTACAACGGGGAGCGAAGGAGCAATTCGGAGCAAATCCCAATAAAC 
CGATCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAGTTGCTAGTAATCGCGAATCAG 
AACGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGTAATACCC 
GAAGTCGCTGAGCTAACCGCAAGGAGGCAGGCGCCGAAGGTAGGATTAATGACTGGG 


JW/Z-1 16S ribosomal RNA, partial 


>gi|265678840|ref|NR_029145.1| Geotoga subterranea strain CC-1 16S ribosomal RNA, partial sequence 


GTTTGATCCTGGCTCAGGGTGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGGAGAAAGAGGAG 
CTTGCTCCTTGAGTATTAGTGGCGAACGGGTGAGTAGAACGTAGGAACCTGCCTAACGGACTGGGATAGC 
TACTGGAAACGGTAGGTAATACTGGATAAAATCGAGAGATAAAAGCTTAGAAGCGCCGGGAGAGGGGTCT 
ACGACCCATCAGGTAGTTGGTAGGGTAAGAGCCTACCNAGCCGACGACGGGTAGCCGATGTGAGAGCATG 
ATCGGCCACAAGGGAACTGAGACACGGTTCCTACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAAT 
GCACGGAAGTGTGATCCAGCGACGCCGCGTGAAGGAAGAAGTCCTTCGGGATGTAAACTTCTGAACTTAC 
AGAATAACAGCATAAGGGGACTTATGTATGAAGGTAAGTAAGGAAAAGCCCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAAGACGTAGGGGGCGAGCGTTGCCCGGAATCACTGGGCGTAAAGGGGGCGTAGGCGGTCTC 
ATAAGTCAGGTGTGAAATGTCACTGCTCAACGGTGTCAGTGCGCATGAAACTGTGAGACTTGAGGGTACC 
AGAGGTAGACAGAATTACCTGAGTAGGGGTGAAATCCGTAGATACAGGTAAGAATGCCAGTGGGGAAGCC 
GGTCTACTGGGGTGACCCTGACGCTGAGGCCCGAAAGCTAGGGTAGCAAACCGGATTAGATACCCGGGTA 
GTCCTAGCAGTAAACGATGCTCACTAGGTGTGGGGCAAGAAAGCTCCGTGCTGAAGCAAACGCGATAAGT 
GAGCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAAACCGAAGAACCTTACCAGGGCTTGACATGGAGATAAGGCATAAGAA 
ATTATGTCAACCTGTATGTAAATATAGGAGTCTCACACAGGTGGTGCACGGCCGTCGTCAGCTCGTGCCG 
TGAGGTGTTGGGTTAAGTCCCACAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTAAGTTGGGCTAC 
TCTAGCGAGACAGCCGTCGACGAGACGGAGGAAGGAGGGGATGACGTCAGGTAAGCGTGCCCCTTATGCT 
CTGGGCGACACACGTGCTACAATGGTGAGGGCAAAAGGCAGCGAAGCCGCGAGGTAGAGCGAATCCTATA 
AACCTCATCGTAATTCGGATTGCAGGCTGAAACCCGCCTGCATGAAACCGGAATCGCTAGTAATCGCAGG 
TCAGCCAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCACCCGAGTTGGAGA 
CACCTGAAAAGGGAAGAAGTAACCGAAANGGGCTAATCTCTTCAGGGTGGAGCTAGCGAGGGGGGCGAAG 
TCGTAACAAGGTAGGTGTACCGGAAGGTGCGCCTGGATCACCTCCTTTCTAAGGAGAAGGCGAAGGTCTC 
TATCTACTAATGAGAGAGTAAAAGATGGGGTGGTAGCTCAGTTGGGAGAGCGTCTCTTT 


>gi|265678839|ref|NR_029144.1| Moorella thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete 


sequence 
GTTTGATCCTGGCTCAGGACAAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGTCTTTAATTGG 
GGAAATCTTCGGATGGAACCGATTAAAGATACCGCCGGACGGGTGAGTAACGCGTGGGTAATCTACCCTT 
CAGACTGGGATAACACCGGGAAACTGGTGCTAATACCGGATACGGTCTACGGGAGGCATCTTCTGTAGAA 
GAAAGGTGGCGCAAGCTACCGCTGAAGGATGAGCCCGCGTCCCATTAGCTAGTTGGTGAGGTAATGGCTC 
ACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCAACCCCGCGTGAGC 
GATGAAGGCCTTCGGGTTGTAAAGCTCTGTCATCAGGGACGAAGTCTTAAAGGCGAATAGCCTTTAAGGT 
GACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCG 
TTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCCTGGCAAGTCAGATGTGAAAAACCCCGGCTT 
AACCGGGGGCATGCATTTGAAACTGCCGGGCTTGAGGGCAGGAGAGGAGAGTGGAATTCCCGGTGTAGCG 
GTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGCCTGGCCCTGACGCTGAG 
GCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGG 
TGTAGGAGGTATCGACCCCTTGTGTGCCGCAGTAAACACAATAAGTACCCCGCCTGGGGAGTACGGCCGC 
AAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAA 
CGCGAAGAACCTTACCGGGGTTTGACATCCTGCGAACCTGGTGGAAACACTGGGGTGCCTTCGGGGAACG 
CAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCCTACCTTTAGTTGCCAGCGGGTAAAGCCGGGCACTCTAAAGGGACTGCCGGTGACAAACCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATATCCCGGGCTACACACGTGCTACAATGGCCTGT 
ACAAAGGGGTGCGAAGGAGCGATCCGGAGCGAATCCCAAAAAGCAGGTCTCAGTTCGGATTGCAGGCTGC 
AACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCACGAAAGCTGGCAACACCCGAAGCCGGTGACCTAACCCGCGAGGA 
AGGAGCCGTCTAAGGTGGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGG 
CTGGATCACCTCC 


>gi|265678838|ref|NR_029143.1| Mycobacterium celatum strain ATCC 51131 
sequence 
AACACATGCAAGTCGAACGGAAAGGCCTTTNGGGGGTGCTCGAGTGGCGAACGGGTGGGTAACACGTGGG 
TGATCTGCCCTGCACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATAGGACCATGGGATGCAT 
GTCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGG 
CCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTG 
GGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGCTGCCGGTTTTCCGGTGGTGACG 
GTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGT 
CCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATTCCCTGGCTTAACT 
GGGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGG 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTG 
GGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGC 
GAAGAACCTTACCTGGGTTTGACATGCACAGGACGACTGCAGAGATGTGGTTTCCCTTGTGGCCTGTGTG 
CAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGTCTCATGTTGCCAGCGCGTGATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAG 
GGCTGCGATGCCGTGAGGTTTAGCGAATCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG 
ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCGCAAGAGGGAGC 
TGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGTG 


>gi|265678834|ref|NR_029139.1| Bifidobacterium subtile strain F395 16S 
TTTCGATTCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCAGAGTG 
CTTGCACTCTGGTGAGAGTGGCGAACGGGTGAGTAATGCGTGACCGACCTGCCCCATGCTCCGGAATAGC 
TCCTGGAAACGGGTGGTAATGCCGGATGCTCCAGTTGACCGCATGGTCTTCTGGGAAGGATTTTATCGGC 
ATGGGATGGGGTCGCGTCCTATCAGCTTGTTGGTGGGGCAATGGCCCACCAAGGCTTCGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTTGTTAGGGAGCAAGCGTAAGTGAGTGTACCTTTCGAATAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTG 
TCGCGTCCGGTGTGAAAGTCCATCGCTTAACGGTGGATCTGCGCCGGGTACGGGCAGGCTAGAATGCGGT 
AGGGGAGACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGC 
AGGTCTCTGGGCCGTTATTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGGTGGACGCTGGATGTGGGGCCCGTTCCACGGGTTCCGTGTCGGAGCTAACGCGT 
TAAGCGTCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTTCCGGACGACC 
TCAGAGATGGGGTTTCCCTTCGGGGCCGGTTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTGTGTTGCCAGCGCGTCATGGCGGGAACTCG 
CAAGGGACCGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAGATCATCATGCCCCTTACGTCCAG 
GGCTTCACGCATGCTACAATGGCCGGTACAACGGGATGCGACGCCGCGAGGCGGAGCGGATCCCTGAAAA 
CCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGGCGGAGTCGCTAGTAATCGCGAATCA 
GCAACGTCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTGGGTAGCAC 
CCGAAGCCGGTCGCCTAACCTTTTGGAGGGAGCCGTCTAAGGTGAGACTCGTGATTGGGACTAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTA 


16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 


>gi|265678833|ref|NR_029138.1| Parascardovia denticolens strain B 3028 16S ribosomal RNA, partial 
sequence 
TTTCGATTCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCTCTCCA 
GCTTGCTGGGGGGGTGAGAGTGGCGAACGGGTGAGTAATGCGTGACTAACCTGCCTCATGGTCTGGAATA 
GCTCCTGGAAACGGGTGGTAATGCCGGATGGTCCAACTTTCCGCATGGTTTGTTGGGAAAGCTTTTGCGC 
CATGGGATGGGGTCGCGTCCTATCAGCTTGTTGGTGGGGTGTTGGCCTACCAAGGCTTCGACGGGTAGCC 
GGCCTAAGAGGGCGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGCCTTCGGGTCGTGA 
ACCGCTTTTACAGGGGAGCAAGCTTTCGGGTGAGTTAACTTTGTGAATAAGCACCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGT 
TCGTCGCGTCTGGTGTGAAAGCCCGCTGCTTAACGGTGGGTTTGCGTTGGATACGGGCGGGCTTGAGTGC 
AGTAGGGGAGACTGGAATTCTCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCTATGGCGAA 
GGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCTGTAAACGGTGGACGCTGGATGTGGGGCCCATTTCCACGGGTTCCGTGTCGGAGCTAAC 
GCGTTAAGCGTCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACATGTTGACGAT 
CGCCTCAGAGATGGGGCTTCCCTTCGGGGCGTCTTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCTTTGTGTTGCCAGCGGGTCGTGCCGGGTA 
CTCGCAAGGGACCGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAGATCATCATGCCCCTTACGT 
CCTGGGCTTCACGCATGCTACAATGGCCGGTACAGCGGGATGCGATGCCGTGAGGCGGAGCGGATCCTGT 
AAAACCGGTCTCAGTTCGGATCGGAGCCTGCAACTCGGCTCCGTGAAGGTGGAGTCGCTAGTAATCGCGG 
ATCAGCAACGCCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTGGGCA 
GCACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCTAAGGTGAGGTCCGCGATTGGGACTAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTA 


>gi|265678832|ref|NR_029137.1| Bifidobacterium saeculare strain RA161 16S ribosomal RNA, partial sequence 
GTTTCGATTCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCCTGGC 
GCTTGCGCCGGGGTGAGAGTGGCGAACGGGTGAGTAATGCGTGACCAACCTGCCCCATGCACCGGAATAG 
CTCCTGGAAACGGGTGGTAATGCCGGATGCTCCAGATGACCGCATGGGATTCTGGGAAAGCTTTTGCGGC 
ATGGGATGGGGTCGCGTCCTATCAGCTTGTTGGTGGGGTGATGGCCCACCAAGGCTTCGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGCGGGATGGAGGCCTTCGGGTTGTAAA 
CCGCTTTTATCGGGGAGCAAGCGAGAGTGAGTGTACCCGTTGAATAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTCG 
TCGCGTCTGGTGTGAAAGTCCATCGCTTAACGGTGGATCTGCGCCGGGTACGGGCGGGCTGGAGTGCGGC 
AGGGGAGACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGC 
AGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGGTGGATGCTGGATGTGGGGCCCTTTCCACGGGTTCCGTGTCGGAGCTAACGCGT 
TAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTTCCCGACGACG 
GCAGAGATGTCGTTTCCCTTCGGGGCGGGTTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCCGTGTTGCCAGCGCGTCATGGCGGGAACTCA 
CGGGGGACCGCCGGGGTTAACCCGGAGGAAGGCGGGGATGACGTCAGATCATCATGCCCCTTACGTCCAG 
GGCTTCACGCATGCTACAATGGCCGGTACAACGGGATGCGACATGGCGACATGGAGCGGATCCCTGAAAA 
CCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGGCGGAGTCGCTAGTAATCGCGAATCA 
GCAACGTCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTGGGCAGCAC 
CCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCTAAGGTGAGGCTCGTGATTGGGACTAAGTCGT 
AACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTA 


>gi|265678831|ref|NR_029136.1| Pediococcus parvulus strain S-182 16S ribosomal RNA, partial sequence 
ACATGCAAGTCGAACGCACTTTCGTTGAATGAATTAGAGGTGCTTGCACCGAAGATGATTTTAGCTATAA 
AGTGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCAGAAGTGGGGGATAACACCTGGAAACAG 
ATGCTAATACCGCATAACAAAGTAAACCGCATGGTTTACTTTTAAAAGATGGCTTCGGCTATCACTTCTG 
GATGGACCCGCGGCGTATTAGCTAGTTGGTGAGATAAAGGCTCACCAAGGCAGTGATACGTAGCCGACCT 
GAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATC 
TTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGCTTTAGGGTCGTAAAACTC 
TGTTGTTGGAGAAGAACGTGTGTGAGAGTAACTGCTCATGCAGTGACGGTATCCAACCAGAAAGCCACGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGC 
GAGCGCAGGCGGTCTTTTAAGTCTAATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATTGGAAACTGG 
AAGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAA 
CACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGG 
ATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTG 
CTGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAAGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGAC 
ATCTTCTGCCAATCTAAGAGATTAGACGTTCCCTTCGGGGACAGAATGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATTAGTTGCCAGCATT 
AAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATG 
CCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTTGCGAGACCGCGAGGTTTAG 
CTAATCTCTTAAAACCGTTCTCAGTTCGGACTGCAGGCTGCAACTCGCCTGCACGAAGTTGGAATCGCTA 
GTAATCGCGGATCANCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGA 
GAGTTTGTAACACCCAAAGCCGGTGGAGTAACCTTC 


>gi|265678830|ref|NR_029135.1| Hydrogenovibrio marinus strain MH-110 16S ribosomal RNA, partial sequence 
TAATCCTGGCTCAGAATGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGAGAAAGC 
TTGCTTTCTTGCTGACGAGTGGCGGACGGGTGAGTAATGTATGGGAATCTGCCCTCTAGTTGGGGACAAC 
ATATGGAAACGTATGCTAATACCGAATGTGATCTACGGATTAAAGGTGCCCTCTCCTTGGAAGGTATCGC 
TAGAGGATGAGCCCATATTAGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTATAGCT 
GGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGAGGGAAACCTTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAA 
AGCACTTTCAATTGTGAGGAAAGCTAAGTAGTTAATACCTGCTTAGTGTGACGTTAACTTTAGAAGAAGC 
ACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGT 
AAAGCGCGCGTAGGCGGACTGTTAAGTCGGTTGTGAAAGCCCTGGGCTCAACCTAGGAATTGCATCCGAT 
ACTGGCAATCTAGAGTTTAAGAGAGGGAAGGGGAATTCCAGGTGTAGCAGTGAAATGCGTAGATATCTGG 
AGGAACATCAGTGGCGAAGGCGCCTTCCTGGCTTAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGA 
ACGGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCTGTTGGCCTTATTAAAAAGGT 
TAGTAGCGCACGTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCC 
TTGACATCCTGCGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACGCAGTGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCTA 
CCATTTAGTTGAGAACTCTAAAGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCA 
TCATGGCCCTTATGGGATGGGCTACACACGTGCTACAATGGGGGGTACAAAGAGCAGCTAGCTGGCGACA 
GTGCGCGAATCTCATAAAACCCTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAAT 
CGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGTCCGTCACAC 
CATGGGAGT 


>gi|265678829|ref|NR_029134.1| Cryptosporangium japonicum strain YU 636-3 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGGGCAATCTGCCCTCGCTCTGGGATAACTCCGGGAAACCGGGGCTAATACCG 
GATATGACCTTCTTAGGCATCTTTGAAGGTGGAAAGAAAGTTTTTCGGCGAGGGATGAGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCAGTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAA 
GCTGAACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAG 
CGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGACTGTGAAAACCC 
GGGGCTCAACTCCGGGCCTGCAGTCGATACGGGCTGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGCCGGGTCTCTGGGCCGTAACTGA 
CGCTGAGGAGCGAAAGNGGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGG 
CGCTAGGTGTGGGACCTATCCACGGGTTCCGTGCCGCACCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGCTTAATTC 
GATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGAAAACTCGTAGAGATACGGGGTCTTCGGG 
GCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTTGGATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGA 
GGAAGTTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACGCATGCTACAATGGCCGG 
TACAGAGGGCTGCGAAACCGTAAGGTCGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTG 
CAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACGCGAAGCCCGTGGCCCAACCCGTAAG 
GGGGGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTATCGCTA 


>gi|265678828|ref|NR_029133.1| Lactobacillus pentosus strain 124-2 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACTCTGGTATTGATTGGTGCTTGCATCA 
TGATTTACATTTGAGTGAGTGGCGAACTGGTGAGTAACACGTGGGAAACCTGCCCAGAAGCGGGGGATAA 
CACCTGGAAACAGATGCTAATACCGCATAACAACTTGGACCGCATGGTCCGAGTTTGAAAGATGGCTTCG 
GCTATCACTTTTGGATGGTCCCGCGGCGTATTAGCTAGATGGTGGGGTAACGGCTCACCATGGCAATGAT 
ACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCA 
GCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCG 
GCTCGTAAAACTCTGTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAAC 
CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTA 
TTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAAGTG 
CATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAG 
ATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGTATG 
GGTAGCAAACAGGATTAGATACCCTGGTAGTCCATACCGTAAACGATGAATGCTAAGTGTTGGAGGGTTT 
CCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTT 
ACCAGGTCTTGACATACTATGCAAATCTAAGAGATTAGACGTTCCCTTCGGGGACATGGATACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATC 
AGTTGCCAGCATTAAGTTGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACG 
TCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAAC 
TCGCGAGAGTAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAA 
GTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGGGGTAACCTTTTAGGAACCAGCCGCCTAAGGT 
GGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGGAGAAC 


>gi|265678827|ref|NR_029132.1| Brevibacillus reuszeri strain 39 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGTCTCTT 


CGGAGGCTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTCTCAGACTGGGATAACATAGGGAA 
ACTTATGCTAATACCGGATAGGTTTNTGGANCGCATGGTCCGAAAAGAAAAGATGGCTTCGGCTATCACT 
GGGAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCG 
ACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGG 
AATTTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGGATTGTAAA 
GTTCTGTTGTTAGGGACGAATAAGTACCGCTCGAATAGGGCGGTACCTTGACGGTACCTGACGAGAAAGC 
CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT 
AAAGCGCGCGCAGGCGGCTATGTAAGTCTGGTGTTAAAGCCCGGAGCTCAACTCCGGTTCGCATCGGAAA 
CTGTGTAGCTTGAGTGCAGAAGAGGAAAGCGGTATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGA 
GGAACAACAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGCAAACGATGAGTGCTAGGTGTTGGGGGTTTCAATACCCTC 
AGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCT 
TGACATCCCGCTGACCGCTCTGGAGACAGAGCTTCCCTTCGGGGCAGCGGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCAG 
CATTCAGTTGGGCACTCTAGAGAGACTGCCGTCGACAAGACGGAGGAAGGCGGGGATGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGGGACGCTAGCCCGCGAGGG 
TATGCCAATCTCTTAAAACCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGGGAGTTTGCAACACCC 


>gi|265678826|ref|NR_029131.1| Brevibacillus borstelensis strain Logan 
sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGTCCCTT 
CGGGGGCTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCGTAAGCTCGGGATAACATGGGGAA 
ACTCATGCTAATACCGGATAGGGTCTTCTCTCGCATGAGAGGAGACGGAAAGGTGGCGCAAGCTACCACT 
TACGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCG 
ACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGG 
AATTTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGGATTGTAAA 
GTTCTGTTGTCAGAGACGAACAAGTACCGTTCGAACAGGGCGGTACCTTGACGGTACCTGACGAGAAAGC 
CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGT 
AAAGCGCGCGCAGGCGGCTANGTAAGTCTGGTGTTAAAGCCCGGGGCTCAACCCCGGTTCGCATCGGAAA 
CTGTGTAGCTTGAGTGCAGAAGAGGAAAGCGGTATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGA 
GGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTTTCAATACCCTC 
AGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCT 
TGACATCCCGCTGACCGTCCTAGAGATAGGGCTTCCCTTCGGGGCAGCGGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCAG 
CATTCAGTTGGGCACTCTAGAGAGACTGCCGTCGACAAGACGGAGGAAGGCGGGGATGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGGGAAGCTAGCTCGCGAGAG 
TATGCCAATCTCTTAAAACCAGTCTCAGTCCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGGGAGTTTGCAACACCC 


B4029 16S ribosomal RNA, partial 


>gi| 265678825 |ref|NR_029130.1| Agromyces hippuratus strain DSB MGU 15-6 16S ribosomal RNA, partial 


sequence 
GACGAACGCTGNCGGCGTGCTTAACACATACAAGTCGAACGATGAACCTGGAGCTTGCTCTGGGGGATTA 
GTGTCGAACGGGTGAGTAACACGTGAGTAACCTCCCCTGGACTCTGGGATAACCCCGAGAAATCGGAGCT 
AATACCGGATAGGACCTGGAACCGCATGGTTTTGGGTGGAAAGTTTTTTCGGTCTGGGATGGACTCGCGG 
CCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGCCCAGACTCCTACGGGAGACACCAGTGGGGAATATTGCACAATGGGCG 
AAAGCCTGATACACCACCGCCGAGTGTGGGATGTCGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGGGCTTCGGCTTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCANCANCCGCGGTAATAC 
GTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCTCCTGTG 
AAATCCCGAGGCTCAACCTCGGGCCTCCAGTGGGTACGGGCAGACTGGAGTGCGGTAGGGGAGATTGGAA 
TTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGTCGAAGGCAGATCTCTGGGCCG 
TAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGTTGGGCGCTAGATGTGGGGACCATTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCTCCGCCT 
GGGAGTACGGCCCCCAAGGCTAAACTCAAAGGAATTGACGGGGCCCGCACAAGCGGCGGAGCATGCGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGCCGCAGAAATGTGGAACT 
CTTTGGACACTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTCGTATGTTGCCAGCACGTAATGGTGGGAACTCATATGAGACTNCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTA 
CAATGGCCGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGA 
TTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCT 
AACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAACC 


>gi|265678824|ref|NR_029129.1| Paracoccus kocurii strain B 16S ribosomal RNA, partial sequence 


AACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGCCCTTCGGGGTGAGCGGCGGACGGGTG 
AGTAACGCGTGGGAACGTGCCCTTTGCTTCGGAATAGTCCCGGGAAACTGGGGGTAATACCGGATACGCC 
CTTATGGGGAAAGATTTATCGGCGAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCTC 


ACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGT 
GATGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGACCAGCAAGTTAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTAAGACT 
GTTGATCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTG 
ACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGAC 
ATCCCAGGACCGCTCGGGAGACCGAGCTTCCACTTCGGTGGCCTGGAGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCTCAGTTGCCAGCAGG 
TCATGCTGGGCACTCTGGGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCA 
TGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGAGGGTTAATCCCCAAAAGCCATC 
TCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGTTGGAATCGCTAGTAATCGCGTAACAGCATGA 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGG 
CCGTGCGCCAACCCGTAAGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGG 


>gi|265678823|ref|NR_029128.1| Rhodobium orientis strain MB312 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCACCTTCGGGTGAGTGGCAGACGGGTGAG 
TAACGCGTGGGAATCTACCCATTGGTGCGGAATAACTCGGGGAAACTCGGGCTAATACCGCATAAGCCCT 
CCGGGGGAAAGATTTATCGCCAATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCCAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTCAGTAGGGAAGATAATGACGGTACCTACAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCGCGTAGGCGGATTGTTAAGTCAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCTTTGATACTGG 
CAATCTAGAGTCCGGAAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAA 
CACCAGTGGCGAAGGCGGCTCACTGGTCCGGAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTCGGCCAGCTTGCTGGTCGGTGGC 
GCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACAT 
CCCGATCGCGGTTACCGGAGACGGTTTCCTTCAGTTCGGCTGGATCGGTGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCA 
TTTAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGCAGTCAAGTCCTCA 
TGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCGACTTCTCGAGGAGG 
AGCTAATCCCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTCGGAATCGCT 
AGTAATCGCAGATCAGCTTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTTGGCTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGA 
CTGGGGTG 


>gi|265678821|ref|NR_029126.1| Rhodoplanes roseus strain 941 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCGTAGCAATACGGGAGCGGCAGACGGG 
TGAGTAACACGTGGGAACGTACCCTTTGGTTCGGAACAACCCAGGGAAACTTGGGCTAATACCGGATAAG 
TCCGCGAGGAGAAAGATTTATCGCCGAAGGATCGGCCCGCGTCTGATTAGCTAGTTGGTGTGGTAACGGC 
GCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGA 
GTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGTGGGGAAGATAATGACGGTACCCACAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTA 
AAGCGCACGTAGGCGGCTTTCTAAGTCAGGGGTGAAATCCCGGAGCTCAACTCCGGAACTGCCCTTGATA 
CTGGAGAGCTCGAGTCCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCA 
AGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGGCAGCTTGCTGCTCAG 
TGGCGCAGCTAACGCNTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTCAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTG 
ACATGCCACGACGGTTTCCGGAGACGGACTCCTCCCCGCAAGGGGCGTGGACACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAT 
CATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGAAGGGGCAACC 
CTTAGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATC 
GCTAGTAATCGCAGATCAGCACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTTGGTTTTACCTGAAGGCGCTGCGCTAACTCAGCAATGAGAGGCAGGCGACCACGGTAGGGTC 
AGCGACTGGGGTG 


>gi|265678820|ref|NR_029125.1| Rhodoplanes elegans strain AS130 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAG 
TAACACGTGGGAACGTACCCTTTGGTTCGGAACAACCCAGGGAAACTTGGGCTAATACCGGATAAGTCCG 
CGAGGAGAAAGATTTATCGCCGAAGGATCGGCCCGCGTCTGATTAGCTAGTTGGTGTGGTAACGGCGCAC 
CAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTCGGTGGGGAAGATAATGACGGTACCCACAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGC 
GCACGTAGGCGGCTTTCTAAGTCAGGGGTGAAATCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGG 


GAGGCTCGAGTCCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAA 
CACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGCGAGCTTGCTCGTCAGTGGC 
GCAGCTAACGCCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACAT 
GCCACGACGGTTTCCGGAGACGGACTCCTCCCCGCAAGGGGCGTGGACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCACCATT 
CAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGAAGGGGTGACCCTTA 
GCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATCGCTA 
GTAATCGCAGATCAGCACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGCTTTACCTGAAGGCGTTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGAC 
TGGGGTG 


>gi|265678818|ref|NR_029123.1| Sphingopyxis terrae strain E-1-A 16S ribosomal RNA, partial sequence 
AGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGATCTTCGGA 
TCTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACTCAGAGAAATTTGT 
GCTAATACCGTATAATGTCTTCGGACCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAGGATTAGCTAG 
TTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATC 
CAGCAATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGT 
ACCGGGAGAATAAGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGAGCTAGCGTTGTTC 
GGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCC 
GGAATAGCCTTTGAAACTGGAAAGCTAGAATCTTGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTGAAA 
TTCGTAGATATTCGGAAGAACACCAGTTGCGAAGGCGGCTGACTGGACTGGTATTGACGCTGAGGTGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCG 
GGCTCATAGAGCTTGGGTGGCGCACGTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTA 
AAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAG 
AACCTTACCAGCGTTTGACATCCTGAGCGCGGTTACCAGAGATGGTTTCCTTTAGTTCGGCTGGATAGGT 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCATCCCTAGTTGCCATCATTAAGTTGGGCACTCTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTG 
GGCAGCAACCTCGCGAGAGGTAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGA 
GAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTTTCACCCGAAGGCCCAGAGCCAACCCGCACGGGAGGAAAG 
GTGAATGCCTAGTTATG 


>gi|265678816|ref|NR_029121.1| Loktanella hongkongensis strain UST950701-009P 16S ribosomal RNA, partial 
sequence 
CAGGCTACACATGCAGTCGAGCGAGACTTCGGGTCTAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTG 
CCCTTCACTACGGAATAGTCCCGGGAAACTGGGTTTAATACCGTATACGCCCCTTGGGGGAAAGATTTAT 
CGGTGAAGGATCGGCCCGCGTCTGATTAGATAGTTGGTGGGGTAACGGCCTACCAAGTCGACGATCAGTA 
GCTGGTTTGAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTCG 
TAAAGCTCTTTCGCTGGGGAAGATAATGACGGTACCCAGTAAAGAAACCCCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTGG 
AAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTATCAGTCTAGAGGTCGAGA 
GAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCG 
GCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGAATGCCAGACGTCGGGGGGCTTGCCCTTCGGTGTCACACCTAACGGATTAAG 
CATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTCGGACCGTCGCAGA 
GATGCGTCTTTCTCGTAAGAGACCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTCGGTTAAGTCCGGCAACGAGCGCAACCCACACCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGG 
AACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTA 
CACACGTGCTACAATGGCATCAACAATGGGTTAATCCCTAAAAGATGTCTCAGTTCGGATTGGGGTCTGC 
AACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCGCTAACCTTCGGGAG 
GCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGAACCTGCGGCT 
GGATCAC 


>gi|265678815|ref|NR_029120.1| Nesterenkonia lutea strain YIM 70081 16S ribosomal RNA, partial sequence 
ATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGACCGTGCTTGC 
ACGGTCGGATTAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTTCCCTTGACTCTGGGATAAGCCCGG 
GAAACTGGGTCTAATACCGGATACGACCAGTCCTCGCATGGGGTGCTGGTGGAAAGATTTATCGGTCTTG 
GATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGATGACGGGTAGCCGGCCT 
GAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGC 
TTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCAC 
GTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTGTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGT 
CTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 


ATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAG 
TGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGATCGCTGCAG 
AGATGCAGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCCAGCACGTCATGGTGGGGACTCATGGG 
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
TCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGG 
TCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTGGGTAACACCCGA 
AGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTCGCGATTGGGACTAAGTCGTAACA 
AGGTAGCCGTACGGAAGGTC 


>gi|265678814|ref|NR_029119.1| Nesterenkonia sandarakina strain YIM 70009 16S ribosomal RNA, partial 


sequence 
TTTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGACCGT 
GCTTGCACGGTTGGATTAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTTCCCTTAACTCTGGGATAA 
GCCCGGGAAACTGGGTCTAATACCGGATACGACCAGTCCTCGCATGGGGTGCTGGTGGAAAGATTTATCG 
GTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGC 
CGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTA 
AACCGCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCACGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTGTGCAGTGGGTACGGGCAGACTAGAGTGCA 
GTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG 
GCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGCGCCGTAGCTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACCG 
CTGCAGAGATGCAGTTTCCCTTCGGGGTCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCCAGCACGTCATGGTGGGGACT 
CATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCT 
TGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAA 
AGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTTGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTGGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGACTCGCGATTGGA 


>gi|265678813|ref|NR_029118.1| Desulfovibrio putealis strain B7-43 16S 
CTGCTCAGATTGAACGCTGGCGACGTGCTTAACACATGCAAGTCGTGCGAGAAAGGAGACTTCGGTCTCT 
GAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATGATCTACCCTTGAGTTCGGGATAACGGTGCGAAAG 
CGCCGCTAATACCGTATAACAATCCATTTCATCGTGGGTTCAAAGCAGGCCTCTTCATGAAAGCTTGCGC 
TTGGGGATGAGTCCGCGTCCCATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCTACGATGGGTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGAACTGAAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGTCGTGTGAGGGAAGAAGGCCTTCGGGTCGTAA 
ACCTCTGTCAGAAGGGAAGAACATCCGGGAGTCGAACAGCCTCCCGGCCTGACGGTACCTTCAGAGGAAG 
CGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGCGCAAGCGTTAATCGGAATCACTGGGCG 
TAAAGCGTGCGTAGGCTGTTTGATAAGTCAGACGTGAAATCCCTCGGCTCAACCGGGGAACTGCGTTTGA 
TACTGTTGAACTAGAGTCCTGGAGAGGGTGGCGGAATTCCTGGTGTAGGAGTGAAATCCGTAGATATCAG 
GAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTACTGACGCTGAGGTACGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGGATGCTAGGTGTCGGGGAGCGATCTTCGG 
CGCCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTG 
ACATCCCGCGAATTCCTCCGAAAAGAGGAAGTGCCCTTCGGGGAGCGCGGTGACAGGTGCTGCATGGCTG 
NCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAG 
CAGGTAAGGCTGGGCACTCTAGAGAGACCGCCTCGGTCAACGGGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGGCCCTTACGCCCAGGGCTACACACGTACTACAATGGCGGATACAAAGGGTTGCGAAGCCGCGAG 
GTGGAGCCAATCCCAAAAAGTCCGTCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGCTGGAA 
TCGCTAGTAATCGCGCATCATCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAAAGTTGGTTCTACCCGAAGCCGCCGGGCTAACCGCAAGGAGGCAGGCGTCTACGGTAGTGCTGA 
TGATTGGGGTGAAGTCGTAACAAGGTAG 


ribosomal RNA, partial sequence 


>gi|265678812|ref|NR_029117.1| Phenylobacterium lituiforme strain FailI3 16S ribosomal RNA, partial 


sequence 

ATACATGCAAGTCGAGCGGCCCTTCGGGGCAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTT 
GGTACGGGATAACTGAGGGAAACTTCAGCTAATACCGTATGTGCCCTACGGGGGAAAGATTTATCGCCAT 
TGGAGCGGCCCGCGTTGGATTAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCTACGATCCATAGCTGGT 
CTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAA 
TCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGAATGATGAAGGTCTTAGGATTGTAAAAT 
TCTTTCACCGGGGAAGATAATGACGGTACCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCG 
GTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGATGTTTAAGTC 
GGGGGTGAAAGCCCGGGGCTCAACCTCGGAATTGCCTTCGATACTGGACATCTTGAGTACGGGAGAGGTG 
AGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCAC 
TGGCCCGTTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAGTGCTAGTTGTCGGCATGCATGCATGTCGGTGACGCAGCTAACGCATTAAGCACTCC 


GCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCACCTTTTGACATGCCCTGATCGCTGGAGAGATCCA 
GTTTTCCCTTCGGGGACAGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTAAGTTGGGCACTCTAATGGGACCGC 
CGGTGGTAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGGTGGGCTACACACG 
TGCTACAATGGCGACTACAGAGGGCTGCAACCCTGCGAAGGTGAGCTAATCCCTAAAAGTCGTCTCAGTT 
CGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTTTACCCGAAGACGGTGC 
GCTAACCCGCAAGGGAGGCAGCCGGCCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTAGGGGAACCTGCGGCTGGAT 


>gi|265678811|ref|NR_029116.1| Salipiger mucosus strain A3 16S ribosomal RNA, partial sequence 
TGGCGGCCTAACACATGCAAGTCGAGCGAGGACTCCGGTCCTAGCGGCGGACGGGTGAGTAACGCGTGGG 
AACGTGCCCTTCACTGNGGAATAGTCCCTGGAAACGGGGTTTAATACCGCATACGCCCTTCGGGGGAAAG 
AATTTCGGTGAAGGATCGGCCCGCGTTAGATTAGGTAGTTGGTGGGGTAACGGCCTACCAAGCCTACGAT 
CTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCCTAG 
GGTCGTAAAGCTCTTTCGCCAGGGAAGATAATGACGGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGG 
ACTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTCCAAAACTCCCAGTCTTGAGTT 
CGAGAGAGGTGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGA 
AGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTGACACACCTAACGGA 
TTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTCAGCGACAT 
CCGGAGACGGATGGTTCCCTTCGGGGACTGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACCCTTAGTTGCCAGCAGTTCGGCTGGGCACTC 
TAGGGGAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTT 
GGGCTACACACGTGCTACAATGGTATCTACAGTGGGTTAATCCCCAAAAGATATCTCAGTTCGGATTGTC 
GTCTGCAACTCGACGGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCCGTGCGCCAACCTG 
TTCGCAGGGGGCAGCGGACCAGGTAGNCAGGATG 


>gi|265678810|ref|NR_029115.1| Idiomarina fontislapidosi strain F23 16S ribosomal RNA, partial sequence 
TTGGACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTTTGCTGA 
CGAGCGGCGGACGGGTGAGTAATACTTGGGAACTTGCCTCTAGGCGGGGGACAACCACTGGAAACGGTGG 
CTAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACACCTAGAGATGGGCCCAAG 
CGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGTGA 
GGAAGGTCAGTAAGTTAATAGCTTGCTGAATTGACGTTAGCCACAGAAGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGTAGGCGG 
TGTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTTGAACTGGCACGCTAGAGTC 
CTGAAGAGGGTGGTAGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATACCAGTGGCGA 
AGGCGGCCACCTGGTCAGAGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCACTATGACGTGAGTAACGCAGCTAACGC 
ACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGTGAACTT 
TCTAGAGATAGATTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTAATGGTGGGAAC 
TCTGGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGG 
ATGGGCTACACACGTGCTACAATGGCGCGTACAAAGGGCAGCGAACCTGCGAAGGTAAGCGAATCTCATA 
AAGCGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGA 
TCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGC 
ACCAGAAGTGGTTAGTTTAACNTCGGGAGAACGATCACCACGGTG 


>gi|265678809|ref|NR_029114.1| Streptomyces castelarensis strain BJ-608 16S ribosomal RNA, partial 
sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGTTTCGGCCGGGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGG 
ATATGACACGCTCCCGCATGGGATGCGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGA 
GAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAACTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGG 
GCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAAATCGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAAC 
TAGGTGTGGGCGACATTCCACGTCGTCCGCGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACCTCTGGAGACAGGGGCCCCCTTGTGG 
TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 


CGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA 
ATGGCCGGTACAATGAGCTGCGAAGCCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAA 
CCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCG 
GAAAG 


>gi|265678808|ref|NR_029113.1| Halomonas anticariensis strain FP35 16S ribosomal RNA, partial sequence 
TTCTATGACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGGAGCTTGCTCCCTGGTG 
GCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGATAGTGGGGGATAACCTGGGGAAACCCAG 
GCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCGGATGAGCCTAT 
GTCGGATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGG 
GGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGTGAGG 
AAGAAGGCCTTGCGGTTAATAACCGCGAGGAAGGACATCACTCACAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCG 
GCTCGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAATGGCATCCGGAACTGTTGGGCTAGAGT 
GCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCG 
AAGGCGGCCTTCTGGTCTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTTCTTCGAGAACTTAGTGGCGCAGTTAACG 
CGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCGAGAGAACT 
TTCCAGAGATGGATGGGTGCCTTCGGGAGCTCTCAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTGTCCCTATTTGCCAGCGATTCGGTCGGGAAC 
TCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGG 
TAGGGCTACACACGTGCTACAATGGCAGGTACAAAGGGTTGCGAGACGGCGACGTGGAGCCAATCCCAGA 
AAGCCTGCCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAA 
TCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGC 
ACCAGAAGTGGTTAGCTTAACCNTCGGGGGAGCGATCACCAGGTG 


>gi|265678807|ref|NR_029112.1| Pseudovibrio denitrificans strain DN34 16S ribosomal RNA, partial sequence 
TCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGATCCTTCGGGATTAGTGG 
CAGACGGGTGAGTAACGCGTGGGAAGCTACCTTGTGGTAGGGAACAACAGTTGGAAACGACTGCTAATAC 
CCTATGAGCCCTATGGGGGAAAGATTTATCGCCATGAGATGTGCCCGCGTTAGATTAGCTAGTTGGTAAG 
GTAATGGCTTACCAAGGCGACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATG 
CCGCGTGAGTGATGACGGCCTTAGGGTTGTAAAGCTCTTTCAGCAGTGAAGATAATGACATTAACTGCAG 
AAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCAC 
TGGGCGTAAAGCGTACGTAGGCGGACTGATCAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGC 
CTTTGATACTGTCAGTCTTGAGATCGAGAGAGGTGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGA 
TATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGTTGTCAGGTAGCTTG 
CTATTTGGTGACGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACC 
AGCCCTTGACATTTGGCGCTACAACCGGAGACGGTTGGTTCCCTTCGGGGACGTCAGGACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGT 
TGCCAGCATTTAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCA 
AGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCGACCTCG 
CGAGGGGAAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTTG 
GAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGGT 
CAGCGACTGGGGTGAAGTCGTAACAAGGTAACCA 


>gi|265678806|ref|NR_029111.1| Sphingomonas phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGATGCTTTC 
GGGCATAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTCTGGGATAACAGTTGGAAACG 
ACTGCTAATACCGGATGATATCGCGAGATCAAAGATTTATCGCCCGAGGATGAGCCCGCGTCAGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTG 
ATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGAC 
AGTACCGGGAGAATAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTG 
TTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTCAGGGGTGAAAGCCTGGAGCTCAAC 
TCCAGAACTGCCTTTGAGACTGCATCGCTTGAATCCGGGAGAGGTAAGTGGAATTCCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACCGGGATTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGT 
CCGGGGACCTGGTCTTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGG 
TTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGCGTTTGACATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGACTGGA 
ACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGCCTTTAGTTACCATCATTTAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGG 
TGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGACTACAGT 
GGGCTGCAATCCCGCGAGGGTGAGCTAATCTCCAAAAGTCGTCTCAGTTCGGATTGTTCTCTGCAACTCG 


AGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACCCGTAAGGGAGGCAG 
GCGACCACGGTGGGCTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTG 


>gi|265678805|ref|NR_029110.1| Kitasatospora nipponensis strain HKI 0315 16S ribosomal RNA, partial 
sequence 
GTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGG 
GACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACCAACTTCCGCATGGTGGTTGGTGTAAAGCTCC 
GGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGG 
TAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGT 
TGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGC 
GGCCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAG 
TGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGC 
GAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTA 
ACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATATCGG 
AAACGGCTAGAGATAGTCGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCTGTGTTGCCAGCATGCCTTTCGGGGT 
GATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGCGAGGCGGAGCG 
AATCCCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGT 
AATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAA 
GTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGGGAGGGAGCCGTCGAAGGTGGGACC 


>gi|265678804|ref|NR_029109.1| Paenibacillus xylanilyticus strain XIL14 16S ribosomal RNA, complete 
sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGGACTTGAT 
GAGAAGCTTGCTTCTCTGATGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCTCAAGCTT 
GGGACAACTACCGGAAACGGTAGCTAATACCGAATACTTGCTTCTTTCGCCTGAAGGAAGCTGGAAAGAC 
GGAGCAATCTGTCACTTGAGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGG 
CGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGATGAAG 
GTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCCTTGAGAGTAACTGCTCAAGGAGTGACGGT 
ACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCC 
GGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCATTTAAGTCTGGTGTTTAATCCCGGGGCTCAACCCC 
GGATCGCACTGGAAACTGGGTGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAAT 
GCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGG 
GGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTG 
AAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAGGTCTTGACATCCCTCTGACCGGTACAGAGATGTACCTTTCCTTCGGGACAGAGGAGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GATCTTAGTTGCCAGCACTTCGGGTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGC 
TGTGAAGCCGCGAGGTGGAACGAATCCTAAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCT 
GCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACA 
CACCGCCCGTCACACCACGAGAGTTTATAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCC 
GAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGTGGATGGATCACC 
TCCTTA 


>gi|265678803|ref|NR_029108.1| Agromyces ulmi strain XILO1 16S ribosomal RNA, complete sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCA 
GGTGCTTGCACCTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGA 
TAACCCCGAGAAATCGGAGCTAATACCGGATAGGACTCTTCACCGCATGGTGGGGGGTGGAAAGTTTTTC 
GGTTTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAG 
CCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGT 
AAACCGCTTTTAGTAAGGAAGAAGCCTTCGGGTGACGGTACTTGCAGAAAAAGGACCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCG 
GTTTGTCGCGTCTGCTGTGAAATCTAGAGGCTCAACCTCTAGCCTGCAGTGGGTACGGGCAGACTTGAGT 
GGTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCG 
AAGGCAGGTCTCTGGGCACTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGTTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGTAGCTAA 
CGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGACCGAGA 
ACGCTGCAGAAATGTGGAACTCTTTGGACACTCGGTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGCATGTTGCCAGCACGTTATGGTGGGG 
ACTCATGTGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATG 
TCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCGAATCCCA 
AAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCA 


GATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGT 
AACACCCGAAGCCGGTGGCCTAACCCGTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGTGATTAGGACTA 
AGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGTGGATCACCTCCTTA 


>gi|265678802|ref|NR_029107.1| Oceanicola batsensis strain HTCC2597 16S ribosomal RNA, partial sequence 
GTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAAGCCTTCGGGC 
TTAGCGGCGGACGGGTGAGTAACGCGTGGGAATGTACCCTTCTCTGCGGAATAGCCACTGGAAACGGTGA 
GTAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGGAGAAGGATCAGCCCGCGTCTGATTAGATAGT 
TGGTGGGGTAACGGCCTACCAAGTCGACGATCAGTAGCTGGTTTTAGAGGATGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCT 
AGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTCGTAAAGCTCTTTCGCCAGGGATGATAATGACAGTA 
CCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCG 
GAATTACTGGGCGTAAAGCGCACGTAGGCGGACTATTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCG 
GAACTGCCCTTGATACTGGTAGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAAT 
TCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAA 
AGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGG 
TTGCATGCAATTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCGCAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAA 
CCTTACCAACCCTTGACATCCTGTGCTACATGGAGAGATCCATGGTTCCCTTCGGGGACGCAGTGACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACAC 
CCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAGGGGAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGA 
TGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTA 
ATCCCCAAAAACTGTCTCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGTCGGAATCGCTAGTAA 
TCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAGT 
TGGGTTTACCCGAAGACGGTGCGCCAACCTGTTCGCAGGGGGCAGCTGGCCACGGTAGGCTCAGCGACTG 
GGATGAAGTCGAAACAAGGTAGCCA 


>gi|265678801|ref|NR_029106.1| Lactobacillus delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, 
partial sequence 
GAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCTGAATTCAAAGATCCCTTCGGGGTGATTT 
GTTGGACGCTAGCGGCGGATGGGTGAGTAACACGTGGGCAATCTGCCCTAAAGACTGGGATACCACTTGG 
AAACAGGTGCTAATACCGGATAACAACATGAATCGCATGATTCAAGTTTGAAAGGCGGCGCAAGCTGTCA 
CTTTAGGATGAGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCAATGATGCGTAGC 
CGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTA 
AAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAGAAAG 
TCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCG 
TAAAGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGA 
AACTGTCATTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATG 
GAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCG 
AACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGCGCTAGGTGTTGGGGACTTTCCGGTCC 
TCAGTGCCGCAGCAAACGCATTAAGCGCTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCCTGCGCTACACCTAGAGATAGGTGGTTCCCTTCGGGGACGCAGAGACAGGTGGTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCC 
ATCATTAAGTTGGGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAGCGAACCCGCGAG 
GGTAAGCGGATCTCTTAAAGCTGTTCTCAGTTCGGACTGCAGGCTGCAACTCGCCTGCACGAAGCTGGAA 
TCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGAAGTCTGCAATGCCCAAAGTCGGTGGGATAACCTTTTAGGAGTCAGCCGCCTAAGGCAGGGCAG 
ATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACTGCG 


>gi|265678800|ref|NR_029105.1| Parvibaculum lavamentivorans strain DS-1 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCCTCTTCGGAGGGAGTGG 
CAGACGGGTGAGTAACACGTGGGAACCTACCTAGGGGTACGGAATAACTCGGGGAAACTCGTGCTAATAC 
CGTATACGACCTTCGGGTGAAAGATTTATCGCCCCTAGATGGGCCCGCGCTGGATTAGCTAGTTGGTGGG 
GTAAAAGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGAAACCCTGATCCAGCCATG 
CCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGCCAGGGAAGATAATGACGGTACCTGGAT 
AAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTAC 
TGGGCGTAAAGCGCACGTAGGCGGCTATCCAAGTTGGGGGTGAAATCCCTGGGCTTAACCCAGGAACTGC 
CTTCAAAACTGGATGGCTAGAGTCCGAGAGAGGTGAGTGGAATTTCCAGTGTAGAGGTGAAATTCGTAGA 
TATTGGAAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGACAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTGCTAGTTGTCAGGCAGCTTG 
CTGCTTGGTGACGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACC 
AACCCTTGACATCCCGGTCGCGGTTACCAGAGATGGTTTCCTTCAGTTCGGCTGGACCGGAGACAGGTGT 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTT 
TAGTTGCCATCATTAAGTTGGGCACTCTAGAGGGACTGCCGATGATAAGTCGGAGGAAGGTGGGGATGAC 
GTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCGGCGACAATGGGCAGCGAA 
GGGCGACCCGGTGCAAATCCCAAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTGCATGAAG 
GTGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 


GTCACACCATGGGAGTTGGTTTTACCCGAAGCCGGTGCGCTAACCGCAAGGAGGCAGCCGACCACGGTAA 
GGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGG 


>gi|265678799|ref|NR_029104.1| Bradyrhizobium betae strain PL7HG1 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGCGTAGC 
AATACGTCAGCGGCAGACGGGTGAGTAACGCGTGGGAACATACCTTTTGGTTCGGAACAACACAGGGAAA 
CTTGTGCTAATACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGATTGGCCCGCGTCTGATTA 
GCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACAT 
TGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCC 
TGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATG 
ACGGTACCGCAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGT 
TGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTCTTTAAGTCAGGGGTGAAATCCTGGAGCTCA 
ACTCCAGAACTGCCTTTGATACTGAAGATCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGG 
TGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGG 
CACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCC 
GTTAGTGGGTTTACTCACTAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGC 
GCAGAACCTTACCAGCCCTTGACATGTCCAGGACCGGTCGCAGAGATGTGACCTTCTCTTCGGAGCCTGG 
AACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCCCGTCCTTAGTTGCTACCATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACA 
ATGGGATGCTAAGGGGCGACCCTTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACT 
CGAGCCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGGTAGTGCGCTAACCCGCAAGGGAGGC 
AGCTAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGNGGCTG 
GATCACCTCCTTA 


>gi|265678798|ref|NR_029103.1| Pseudomonas lutea strain OK2 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGAAGG 
GAGCTTGCTCCCTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAA 
CGTCTCGAAAGGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCT 
ATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTG 
GTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAA 
GCACTTTAAGTTGGGAGGAAGGGCAGCTAATTAATACTTCGCTGTTTTGACGTTACCGACAGAATAAGCA 
CCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA 
AAGCGCGCGTAGGTGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAA 
CTGGCAAGCTAGAGTAGGGCAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAA 
GGAACACCAGTGGCGAAGGCGACCACCTGGGCTCATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAAGCCTTGAGCTTTTA 
GTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTT 
GACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGC 
ACGTTAAGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCA 
TCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGG 
TGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAAT 
CGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCAT 
GACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGNGGCTGGATCACCTCCTTA 


>gi|265678797|ref|NR_029102.1| Hydrocarboniphaga effusa strain AP103 16S ribosomal RNA, partial sequence 
AATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGGGTAGCAATACCTT 
AGTGGCGGACGGGTGAGGAATACATAGGAATTTGCCCTTAAGTGGGGGATAGCCCGGGGAAACCCGGATT 
AATACCGCATGAACTCGYGAGAGCAAAGTCGGGGACCTTCGGGCCTGGCGCTTTTGGAGAAGCCTATGTC 
GGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTGCGATCCGTAACTGGTCTGAGAGGATGATCAG 
TCACACCGGAACTGAGACACGGTCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCG 
AAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTAGGCTGGAAAG 
AAAAAGCTTTGGCTAATATCCAAAGCCTTGACGGTACCAGCAGAATAAGCACCGGCTAACTCTGTGCCAG 
CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTA 
TTTAAGTCGGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTCGATACTGGGTAGCTGGAGATCGG 
TAGAGGGCGGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCGATGGCGAAGG 
CAACCGCCTGGGCCTGATCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCTGTAAACGATGAGAACTTGACGTCCGCTTGCTCTGCGAGTGGGTGTCGAAGCTAACGCGCT 
AAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTCGAGAATCCTGC 
AGAGATGCGGGAGTGCCTTCGGGAACTCGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTTAGTTGCCATCATTCAGTTGGGCACTCTAA 
GGGGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGACCAGGG 
CTACACACGTACTACAATGGTCGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAAAAAGCC 
GATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGC 
ACTTGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGTTTGCACC 
AGAAGTAGGTAGTCTAACCGCAAGGGGGGCGCTTACCACGGTGTGGTCAATGACTGGGGTGAAGTCGTAA 


CAAGGTA 


>gi|265678796|ref|NR_029101.1| Veillonella ratti strain RV-12x 16S ribosomal RNA, partial sequence 
AAAGTGGAAGCTTGCTTCTAGCGATCTTAGTGGCGAACGGGTGAGTAACGCGTAACCAACCTGCCCTTCA 
GAGGGGGATAACAACGGGAAACCGTTGCTAATACCGCGTACGAATGAACTTCGGCATCGGAGCTCATTGA 
AAGGTGGCCTCTATTTATAAGCTATCGCTGAAGGAGGGGGTTGCGTCTGATTAGCTAGTTGGAGGGGTAA 
CGGCCCACCAAGGCAATGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGC 
CCAAACTCCTACGGGAAGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGC 
GTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTAATCGGGACGAATGGTCTTTGTGTGAATAATGC 
AAAGATTTGACGGTACCGGAATAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGT 
GGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCATAAGTCTGTCTTAAAAGTG 
CGGGGCTTAACCCCGTGAGGGGATGGAAACTATGGAACTGGAGTATCGGAGAGGAAAGCGGAATTCCTAG 
TGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACGACAACTGA 
CGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGG 
TACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTA 
CGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTC 
GACGCAACGCGAAGAACCTTACCAGGTCTTGACATTGATGGACGAAACAAGAGATTGTTTTTCTCCTTCG 
GGAGCCAGAAAACAGGTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCCTATCTTATGTTGCCAGCACTTCGGGTGGGAACTCATGAGAGACTGCCGCAGACAATG 
CGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGG 
GCTTTAATAGAGGGAAGCGAAACCGCGAGGTGGAGCAAACCCCAGAAACAAGCTCTCAGTTCGGATCGTA 
GGCTGCAACTCGCCTACGTGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGAAGTACCCAAAGCCGGTGGGGTAA 


>gi|265678795|ref|NR_029100.1| Myceligenerans xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
sequence 
TATGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGC 
CCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCCTCTTCGGGAT 
AAGCCTTGGAAACGGGGTCTAATACCGGATATTCAGTCTCTGCCGCATGGTGGGGGTTGGAAAGATTTAT 
TGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGTCGACGGGTA 
GCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTG 
TAAACCTCTTTCGACAAGGAAGAAGCTTTCGGGTGACGGTACTTGTAGAAGAAGCGCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGC 
GGTCTGTCGCGTCTGGTGTGAAAACCCGAGGCTCAACCTCGGGCTGGCATCGGGTACGGGCAGGCTGGAG 
TGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGC 
GAAGGCAGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCGGGTTCCACTCGTTCTGTGCCGTAGCTA 
ACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCG 
GACAGCTGCAGAGATGTGGTTTCCGCAAGGTCGGTGTACAAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTTGGGTTAAGTCCCGCAAACGAGCGCAACCCTTATCCCTATTGTTTTGCCCCAAGCCGGG 
GTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATC 
ATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATATCGTGAGGTG 
GAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGGCCCCGTGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTC 
ACGAAAGTTGGTAACACCCGAAGCTCACGGCTCAACCCTTCGGGGAGGGAGTGGTCGAAGGTGGGACTGG 
CGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTTCATAT 


>gi|265678794|ref|NR_029099.1| Chitinimonas taiwanensis strain cf 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGGCTTAGGG 
GCTTGCTCCTAAGTTAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCGTGTAGTGGGGGATAACCC 
GGCGAAAGTCGGATTAATACCGCATACGATCTAAGGATGAAAGCAGGGGATCGCAAGACCTTGCGCTATA 
CGAGCGGCCGATGTCGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCAACGATCCGTAACGGGTC 
TGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
TTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCT 
CTTTTGTCCGGGAGCAAATCCTGTTCACTAATACTGAGCGGGGCTGAGAGTACCGGAAGAATAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAG 
GGTGCGCAGGTGGTTACGTAAGTCTGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTGGAGACTG 
CCTGGCTAGAGTGTGGCAGAGGGGGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGAGATGCGGAGGA 
ACACCAATGGCGAAGGCAGCCCCCTGGGTTAACACTGACACTCATGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTTGGGGTAGCAATACCTTAGTAA 
CGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACA 
TGTCAGGAATCCAGCAGAGACGTTGGAGTGCTCGAAAGAGAACCTGAACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACCAT 
TTAGTTGAGCACTTTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGA 
GCTAATCTCAGAAAGCCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCT 
AGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTGGGTTCTACCAGAAGTAGCTAGGCTAACCGCAAGGGGGCCGGTTACCACGGTAGGGTTCATGACT 
GGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTAAGCTTGGATCCCG 
GG 


>gi|265678793|ref|NR_029098.1| Paenibacillus massiliensis strain 2301065 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTGATGGAGAGCTTGCTCTCCTGATG 
GTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCTTTGGACTGGGATAACTACCGGAAACGGT 
AGCTAATACCAGATAATTCACTTYTTCGCATGGAGAAGTGAGGAAAGACGGAGCAATCTGTCACCGGAGG 
ATGGGCCTGCGGCGCATTAGCTAGTTGGAGAGGTAACGGCTCCCCAAGGCGACGATGCGTAGCCGACCTG 
AGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 
TCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCT 
GTTGCCAAGGAAGAACGTCCTTAAGAGTAACTGCTTAAGGAGTGACGGTACTTGAGAAGAAAGCCCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCG 
CGCGCAGGCGGTCATTTAAGTCTGGTGTTTAAGCCCGGGGCTCAACCCCGGATCGCACGGGAAACTGGAT 
GACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACA 
CCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCC 
GAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CTGAATGACCGGATCAGAGATGATCCTTTCCTTCGGGACATTCAAGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCACTTC 
GGGTGGGCACTCTAGGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTACTACAATGGCTGGTACAACGGGAAGCGAAGCCGCGAGGTGGAGC 
CAATCCTAAAAAGCCAGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAG 
AGTTTACAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGATTGG 
GGTGAAGTCGTAACAAGGTAGCCGTTGGGGTG 


>gi|265678792|ref|NR_029097.1| Oribacterium sinus strain AIP 354.02 16S ribosomal RNA, partial sequence 
CGAACGAGATGCGTATCGGAAAGCTTCGGCCGGAAGATACGTCCTCTAAAGGCGGACGGGTGAGTAACAC 
GTGGGTAACCTGCCTTATGGAGGGGGATAACAGAGAGAAATCACTGCTAATACCGCATAAGCACACAGTA 
CCGCATGGTACAGGGTGAAAAGATTTATCGCCATAAGATGGACCCGCGTCTGATTAGCCAGTTGGCAGGG 
TAAAAGCCTACCAAAGCAACGATCAGTAGCCGATCTGAGAGGATGACCGGCCACATTGGGACTGAGACAC 
GGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGC 
CGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACTA 
AGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACT 
GGGTGTAAAGGGAGCGTAGACGGAATGGCAAGTCTGAAGTGAAATACCCGGGCTCAACCTGGGAACTGCT 
TTGGAAACTGTTGTTCTAGAGTGTTGGAGAGGTAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAT 
ATCAGGAAGAACACCGGAGGCGAAGGCGGCTTACTGGACAATAACTGACGTTGAGGCTCGAAAGCGTGGG 
GATCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATACTAGGTGTCGGGGTGCAAAG 
TATCTCGGTGCCGTCGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAA 
GGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACC 
AAGTCTTGAGATCCCATTGACAGAGTATGTAATGTACTTTCCCTTCGGGGCAATGGTGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATAGTTAGT 
AGCCAGCAGTAAGATGGGCACTCTAACTAGACTGCCAGGGATAACCTGGAGGAAGGCGGGGATGACGTCA 
AATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCAAGAGGG 
TGACCTTAAGCAAATCTCAAAAATAACGTCTCAGTTCGGACTGTAGTCTGCAACCCGACTACACGAAGCT 
GGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGT 
CACACCATGGGAGTTGGTAATGCCCGAATACAGTGTCCCAAGAA 


>gi|265678791|ref|NR_029096.1| Tenuibacillus multivorans strain 28-1 16S ribosomal RNA, partial sequence 
GCACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAGACAGAATCCTTCGGGAGGACGT 
CTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGG 
AAACCGGGGCTAATACCGGATAATTCATCGAATCGCATGATTCGATGTTGAAAGGTGGCATATGCTACTA 
CTTACAGATGGGCCCGCGGCGCATTAGTTAGTTGGTGGGGTAAAAGCCTACCAAGGCCACGATGCGTAGC 
CGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCATCCGCAATGGACGCAAGTCTGACGGTGCAACGCCGCGTGAGTGAGGAAGGTCTTCGGATCGTA 
AAACTCTGTTGTTAGAGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTTAACCAGAA 
AGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGG 
CGTAAAGGGCGCGCAGGCGGTTCCTTAAGTCTGGTGTGACAGCCCACGGCTCAACCGTGGAGGGTCATCG 
GAAACTGGGGAACTTGAGTACAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATG 
TGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTGACTGACGCTGAGGCGCGAAAGCGTGGGTAG 
CGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCCACCC 
TTAGTGCTGCAGTTAACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCTTCGGACCACCCTAGAGATAGGGTCTTCCCTTCGGGGACCGAATGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGATCTTAGTTGCC 
AGCATTGAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAATCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGACCTGGGCAACACACGTGCTACAATGGATGGTACAATGGGCAGCGAAGCCGTGAG 
GTGAAGCAAATCCCAAAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTGCATGAAGCCGGAA 
TCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAGAGTTGGCAACACCCGAAGTCGGTGGAGTAACCTTTTGGAGCTAGCCGCCGAAGGTGGGGCCAA 
GTATTGGGG 


>gi|265678790|ref|NR_029095.1| Cellulomonas xylanilytica strain XIL11 16S ribosomal RNA, complete 
sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGGC 
CAGCTTGCTGGTCTGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCAGACTCTGGAATA 
ACCATGGGAAACGATGGCTAATACCGGATACGAGACGTGCACGCATGTGTGGCGTCTGGAAAGATTTATC 
GGTCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAG 
CCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGATACGGCCCANACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGCAAGCCTGATGCANCNGACGCCGCGTGAGGGATGACGGCCTTCGGGTTG 
TAAACCTCTTTCAACAGGGAAGAAGCGCAAGTGACGGTACC TGCAGAAGAAGCGCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACNTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
TTTGTCGCGTCTGCTGTGAAAACCTAAGGCTCAACCTTGGGCTTGCAGTGGGTACGGGCAGACTAGAGTG 
CGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGA 
AGGCAGGTCACTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCAAAC 
GCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAA 
CTTCCAGAGATGGTTGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTC 
ATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTT 
GGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAA 
GCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACA 
CCCGAAGCCAGTGGCCCAACTCGTAAGAGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTC 
GTAACAAGGTAGCCGTACCGGAAGGTGTGGCTGGATCACCTCCTTA 


>gi|265678789|ref|NR_029094.1| Nocardia neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial 
sequence 
TTAACACCTGCAACACGTGCGGTAAAGGCCCTTCGGGGTACACCAGCGGCGAACGGGTGAGTAACACGTG 
GGTTATCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTCGGTTGC 
ATGACCGTGGGTGGAAAGATTTATCGGTACAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAAT 
GGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCG 
TGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCTACAGGGACGAAGCGCAAGTGACGGTACCTGTAG 
AAAAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTAC 
TGGGCGTAAAGAGCTTGTAGGCGGTTCGTCGCGTCGTTCGTGAAAACTTGGGGCTCAACCCCAAGCTTGC 
GGGCGATACGGGCGGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGA 
TATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAAAGCGTGG 
GTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTC 
CACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCCGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTT 
ACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATG 
TTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACG 
TCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATA 
CCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAA 
GTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTCGTGGGAGGGAGCCGTCGAA 
GGTGGGATCGGCGATTGGGACGAAATCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCC 
TTAG 


>gi|265678788|ref|NR_029093.1| Photorhabdus asymbiotica subsp. australis strain 9802892 16S ribosomal 
RNA, partial sequence 
GATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGGGCGGTA 
ACAGGGAGGCGCTTGCGCCTTTGCTGACGAGCGGCGGACGGGTGAGTAAAGTCTGGGGATCTGCCTGATG 
GAGGGGGATAACCACTGGAAACGGTGGCTAATACCGCATGATGTTGCGAGACCAAAGTGGGGGACCTGAG 
AGGGCCTCACGCCATCGGATGAACCCAGATGGGATTAGCTAGTAGGTAGGGTAATGGCCTACCTAGGCGA 
CGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC 
TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGTTTGGCCTGAAGAGGGTTAAATTTTGACGTTACC 
CGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGA 
ATTACTGGGCGTAAAGGGCACGCAGGCGGTCAATTAAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGA 
ACGGCATCTAAGACTGGTTGGCTAGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGC 
GTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGG 
CCATGAGTTGTGGCTTCCGAAGCAAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAA 
CTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAAC 
CTTACCTACTCTTGACATCCAGAGAATTTCCCGGAGACGGGGAAGTGCCTTAGGGAGCTCTGAGACAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATC 
CTTTGTTGCCAGCACGTGAAGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGA 
TGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGGATACAAAGTGAAG 
CGACCTCGCGAGAGCAAGCGGAACACACAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCC 
ATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGGGAGTGGGTGGCAAAAGAAGTCGGTAGCCTAACCGTAAGGGGGGCGCTGACCA 


CTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATCACCTC 
CTTAATC 


>gi|265678787|ref|NR_029092.1| Agromyces cerinus subsp. nitratus strain IMET 11532, 16S ribosomal RNA, 
partial sequence 
CTGGCGGCGTGCTTACCATGCAAGTCGCACGATGAACCTGGAGCTTGCTCTGGGGGATTAGTGGCGAACG 
GGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAACCCCGAGAAATCGGAGCTAATACCGGAT 
AGGACCTGGAACCGCATGGTTTTGGGTGGAAAGTTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCT 
TGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGA 
TGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGGGCTTC 
GGCTTGACGGTACC TGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCTGCTGTGAAATCCCGA 
GGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTGGAGTGCGGTAGGGGAGATTGGAATTCCTGGTG 
TAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCG 
CTAGATGTGGGGACCATTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGCCGCAGAAATGTGGAACTCTTTGGA 
CACTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGTCGTATGTTGCCAGCACGTAATGGTGGGAACTCATATGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGC 
CGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGT 
CTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTT 
GTGGAGGGAGCCGTCGAAGGTGGGATCGGTGAGTAGGACTAAGTCGAACAAGGAGCCGACCGAAG 


>gi|265678786|ref|NR_029091.1| Streptomyces hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCC 
TTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTAGGCAATCTGCCCTGCACTCTGGGACAAGCCC 
TGGAAACGGGGTCTAATACCGGATATCACTTTTCCTCGCATGGGGGAGGGTTGAAAGCTCCGGCGGTGCA 
GGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGTGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCG 
CGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGG 
GGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAA 
GTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTG 
GAGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACT 
CACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCT 
TGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATGCCGTGAGGTGGAGCGAATCTCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CGGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCCAACCCCCTTGTGGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGA 
AGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTA 


>gi|265678785|ref|NR_029090.1| Actinomadura meyerae strain A288 16S ribosomal RNA, partial sequence 
TTCCNGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACGGGT 
GAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACG 
ACCNCTCTTCGCATGTAGTGGCGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGT 
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGC 
AGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGA 
CGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTT 
GTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCCACGGCTTAA 
CCGTGGGTCTGCGGTGGATACGGGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGT 
GAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGA 
GCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTG 
TGGGGTTCTTCCACGGATTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGCGGAACATGTTGCTTAATTCGACCAACGCG 
AAGAACCTTACCAAGGCTTGACATCGCCGGAAATCCCGCAGAGATGCGGGGTCCTTTTTGGGCCGGTGAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGG 
GGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGG 
CTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGAC 
TTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAAGCAATGGGGGGAG 
CGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGTAACAAGGGAGCCGTACCGGAAGGTGCGGCTGGA 


TCACCTCCTT 


>gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi strain XILO8 16S ribosomal RNA, complete sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCC 
CTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTCCACTTCGGGATAAGCC 
TTGGAAACGGGGTCTAATACCGGGTATGAGCGTCTGCCGCATGGTGGGCGTTGGAAAGTTTTTCGGTGGG 
GGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTCGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCG 
CGTCTGGTGTGAAATCCCGAGGCTCAACCTCGGGCTTGCATCGGGTACGGGCGGACTAGAGTGCTGTAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGG 
TCTCTGGGCAGTCACTGACGC TGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CATGCCGTAAACGTTGGGCACTAGGTGTGGGGGCCATTCCACGGTTCCCGTGCCGCAGCTAACGCATTAA 
GTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCGCCGGACAGCGTCA 
GAGATGGCGTCTCCGCAAGGTCGGCGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTT 
CACGCATGCTACAATGGCCGGTACAGAGGGCTGCGATGCCGTAAGGCGGAGCGAATCCCAAAAAGCCGGT 
CTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAA 
GCCCATGGCCCAACCACCTTGTGTGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTA 


>gi|265678783|ref|NR_029088.1| Thermovibrio ammonificans strain HB-1 16S ribosomal RNA, partial sequence 
CGTGCCTAACACATGCAAGTCGTGGGGCAGCGGGCCGGTTCCTTCGGGAACCGGTGCCGGCGACCGGCGA 
ACGGGTGAGTAACGCGTGAGCAACCTACCCCGAGGAGGGGGATAACCCGGGGAAACCCGGGCTAATACCC 
CATAAGCGCACAGGCCGCATGGCCCGTGTGAAAAGGGTGGCCTCTGCTTCGCATGCTGCCGCCTCGGGAT 
GGGCTCGCGTCCCATCAGGTAGTTGGTGGGGTAACGGCCTACCAAGCCTACGACGGGTAGCTGGTCTGAG 
AGGATGGCCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATCTTG 
GGCAATGGGCGCAAGCCTGACCCAGCGACGCCGAGTGGAGGATGAAGCCCTTCGGGGTGTAAACTCCTGT 
CCCGGGGACGATGCGGGCGGGGGTGAATACCCCCGCCCGTACGGTACCCGGAGAGGAAGGGACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAAATTACTGGGCGTAAAGTGCGCG 
TAGGCGGGCCAGTAAGTCAGAGGTGAAAGCCCCCGGCTCAACCGGGGAATTGCCTCTGATACTGCTGGCC 
TAGGGTCCGGAAGACGCTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCG 
GTGGCGAAGGCGGCCAGCGAGGACGGTACCGACACTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAG 
ATACCCGGGTAGTCCACGCTGTAAACGATGGGTGCTGGGCGTTGCACCCTAAAGGGTGCAGTGCCGAAGC 
TAACGCGTTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATAGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCAATGCTACGCGAAGACCTTACCAGGGCTTGACATGCCGGG 
GTAGCCTGCCGAAAGCAAGGTCGTGGCCCCTTCCGGGGGCCCACCGGCACAGGTGGACATGCCGTCGTCA 
GCTCGTGCGTAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCTAGTTGCCAGCGGGTAAT 
GCCGGGCACACTAGGGAGACTGCCGGCGACAAGCCGGAGGAAGGGGGGGATGACGTCAGGTCAGTATGCC 
CCTTACGCCCTGGGCTACACACGTGCTACAATGGCCGGGACAGAGGGATTGCGAAGCCGCGAGGTGGAGC 
AAATCTCAGAAACCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAG 
TAACGGCCGGTCAGCTACACGGCCGTGAATACGTTCCCGGGCCTTGTACTCACCGCCCGTCACACCCCGG 
AAGCTGGCTCTACCAGAAGTCCCCGAGCCAACCCCCCTCTCGGGGGGAGGCAGGGGCCGAAGGAGGGCCG 
GT 


>gi|265678782|ref|NR_029087.1| Streptomyces ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 
TGGGNCCGTGCTTAACACATCCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGA 
GTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGAC 
CATCGCGGGCATCTGTGATGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTG 
GTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAG 
CGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACG 
GTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACC 
CCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGA 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTG 
GGCGACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGAGGCGGAGCATGTGGCTTAATTCGACGCAACGC 
GAAGAACCTTACCAAGGCTTGACATACGCCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGGTCGGTGTA 
CAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGTCCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACGGGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGG 
TACAATGAGTTGCGATGCCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTG 
CAACTCGACCCCATGAAGTCGGAGTCTCTAGTAATCGCAGATCAGCAGTGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGT 
GGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGT 
GCGGCTGGATCACCTCCTTA 


>gi|265678780|ref|NR_029085.1| Lactobacillus saerimneri strain GDA154 16S ribosomal RNA, partial sequence 
AGAGTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCATCGGCCCA 
ACTGATTGAAGATGCTTGCATCCGATTGACGATGGTTTACCGATGAGCGGCGGACGGGTGAGTAACACGT 
AGGTAACCTGCCCAGAAGCGGGGGATAACACCTGGAAACAGATGCTAATACCGCATAGGTCATTTGACCG 
CATGGTCAAATGATTAAAGATGGCTCTGCTATCACTTCTGGATGGACCTGCGGCGTATTAGCTAGTTGGT 
AAGGTAACGGCTTACCAAGGCGATGATACGTAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCA 
ACGCCGCGTGAGCGAAGAAGGTCTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGGGTGAGAGTA 
ACTGTTCACCTGTTGACGGTATCTAACCAGCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGAACGCAGGCGGTTCTTTAAGTCTGATGTG 
AAAGCCTTCGGCTTAACCGAAGATGTGCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAA 
CTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTG 
TAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGAATGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCACTAAGCATTCCGCCTG 
GGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTTTGACCACCTAAGAGATTAGGTTTT 
CCCTTCGGGGACAAAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTTGTCAGTTGCCAGCATTCAGTTGGGCACTCTGGCGAGACTGCCGGTG 
ACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTA 
CAATGGGCAGTACAACGAGTCGCGAAACCGCGAGGTTTAGCAAATCTCTTAAAGCTGCTCTCAGTTCGGA 
CTGTAGGCTGCAACTCGCCTRCACGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGGGTA 
ACCTTTTGGAGCCAGCCGTCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGA 
GAACCTGCGGCTGGATCACCTCCTTTCT 


>gi|265678779|ref|NR_029084.1| Lactobacillus gastricus strain Kx156A7 16S ribosomal RNA, complete 
sequence 
TGATGAACGCCGGCGGTGTGCCTAATACATGCAAGTCGAACGCGTTGGCCCAACTGATTGACGATGCTTG 
CATCAGATTGACGTTGGATTTCTAACGAGTGGCGGACGGGTGAGTAACACGTAGGTAACCTGCCCAGAAG 
CGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATAACAATTCAAATCGCATGGTTTGAATTTAAAA 
GATGGCTCTGCTATCACTTCTGGATGGACCTGCGGCGCATTAGCTTGTTGGTAGGGTAATGGCCTACCAA 
GGCAGTGATGCGTAGCCGAGTTGAGAGACTGATCGGCCACAATGGGACTGAGACACGGCCCATACTCCTA 
CGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGA 
AGGGTTTCGGCTCGTAAAGCTCTGTTGTTGAAGAAGAACGTGCATGAGAGTAACTGTTCATGCAGTGACG 
GTATTCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTAT 
CCGGATTTATTGGGCGTAAAGAGAGTGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCTTCGGCTCAACC 
GAAGAAGTGCATCGGAAACTGGGAGACTTGAGTACAGAAGAGGGCAGTGGAACTCCATGTGTAGCGGTGG 
AATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGCCTGGTCTGTAACTGACGCTGAGACTC 
GAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGGTGTT 
GGAGGGTTTCCGCCCTTCAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCG 
AAGAACCTTACCAGGTCTTGACATCTTGCGCCAACCCTAGAGATAGGGCGTTCCCTTCGGGGACGCAATG 
ACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTTACTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGA 
GTCGCGAACTCGCGAGGGCAAGCAAATCTCTTAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGC 
CTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGGGGTAACCATTTGGAGCCAGCCG 
CCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCA 
CCTCCTTTCT 


>gi|265678778|ref|NR_029083.1| Lactobacillus kalixensis strain Kx127A2 16S ribosomal RNA, complete 
sequence 
TTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGAAGCAGCAG 
AATTACTTCGGTAAGGACGCTGTGGAAGTTAGCGGCGGATGGGTGAGTAACACGTGGGTAACCTACCCTT 
AAGACTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAGGAGTATGAGCTGCATGGCTTATACTTT 
AAAGGCGGCGAAAGCTGTCACTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTA 
CCAAGGCGACGATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACT 
CCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTG 
AAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATATAGGTAGTAACTGGCCTATATTT 
GACGGTAATCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCG 
TTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAGAAATAAGTCTGATGTGAAAGCCCACGGCTC 
AACCGTGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCG 
GTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAG 
GCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAG 
TGTTGGGAGGTTTCCGCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGC 
AAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGAAGAACCTTACCAGGTCTTGACATCTAGTGCCATTCTAAGAGATTAGAAGTTCCCTTCGGGGACGC 
TAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGTCATTAGTTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAA 
GGTGGGGATGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACA 
ACGAGAAGCAAGCCGGTGACGGCAAGCGAATCTCTTAAAGCTGTTCTCAGTTCGGACTGCAGTCTGCAAC 


TCGACTGCACGAAGCTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTCTGCAATGCCCAAAGCCGGTGGCCTAACCGTAAGGAAGGA 
GCCGTCTAAGGCAGGGCAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGG 
ATCACCTCCTTTTCT 


>gi|265678777|ref|NR_029082.1| Methylobacterium populi BJ001 16S ribosomal RNA, partial sequence 
AGGGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGGCTTCTTC 
GGAAGTCAGTGGCAGACGGGTGAGTAACACGTGGGAACGTGCCCTTCGGTTCGGAATAACTCAGGGAAAC 
TTGAGCTAATACCGGATACGCCCTTACGGGGAAAGGTTTACTGCCGAAGGATCGGCCCGCGTCTGATTAG 
CTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCT 
GATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGACGATAATGA 
CGGTACCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTT 
GCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCGATTAAGTCGGGGGTGAAAGCCTGTGGCTCAA 
CCACAGAATTGCCTTCGATACTGGTTGGCTTGAGACCGGAAGAGGACAGCGGAACTGCGAGTGTAGAGGT 
GAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCCGGTTCTGACGCTGAGGC 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCG 
TTGGCCTGCTTGCAGGTCAGTGGCGCCGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACACG 
CAGAACCTTACCATCCCTTGACATGGCATGTTACCTCGAGAGATCGGGGATCCTCTTCGGAGGCGTGCAC 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CACGTCCTTAGTTGCCATCATTCAGTTGGGCACTCTAGGGAGACTGCCGGTGATAAGCCGCGAGGAAGGT 
GTGGATGACGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGGTGACAGTG 
GGACGCGAAACCGCGAGGTTGAGCAAATCCCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGG 
GTGCATGAAGGCGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTCTTACCCGACGGCGCTGCGCCAACCGCAAGGGGGCAGGCG 
ACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 
CCTCCTT 


>gi|265678776|ref|NR_029081.1| Tepidibacter formicigenes strain DV1184 16S ribosomal RNA, partial 
sequence 
GAGCTTGCTCTTTGATTCTAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCCTATACACATGGAT 
AACATACCGAAAGGTATGCTAATACAAGATAATACTAAGATAAGGCATCTTATTTTAGTCAAAGCGTTAG 
CGGTATAGGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGATGGGTA 
GCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCG 
TAAAGCTCTGTCCTAAGGGAAGAATACTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCCCT 
TCAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGTAGGGCTTGAGTGCAGGA 
GAGGAGAGTGGAATTCCCAGTGTAGCCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTTGCAGAAGG 
CGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCGGTAAACGATGAGTGCTAGGTGTCGGGGGTTACCCCCCTCGGTGCGGCAGCTAACGCATTA 
AGCACTCTGCCTGGGAAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAG 
CGGAGCATGTGGTTTAATTNGAAGCAACGCGAAGAACCTTACCTAGGCTTGACATCCCTTGGACCGCTTC 
TTAACCGAAGCTTTCCCTTTTGGGACTGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACCTTTAGTTGCCAGCATTTAGGATGGGCACTCT 
AGAGGGACTGCCGAGGATAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTTAG 
GGCTACACACGTGCTACAATGGCTAGTACAGAGGGTTGCGAAGTCGCGAGGCCAAGCTAATCCCTTAAAG 
CTAGTCTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGCTGGAGTTGCTAAGTAATCGCGAATC 
AGAATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCGGGGGCGC 
CCTAAGTCGGGTATCCAACCATTAGGAGGAACCCGCCGAAGGTGAAATCG 


>gi|265678775|ref|NR_029080.1| Halomonas boliviensis strain LCl 16S ribosomal RNA, partial sequence 
TGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGATCTAGCTTGCTAGATGCTGACGA 
GCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGCTA 
ATACCGCATACGTCCTACGGGAGAAAGGGGGCTTCGGCTCCCGCTATTGGATGAGCCTATGTCGGATTAG 
CTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATC 
GGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAACGCCT 
AGTGGTTAATACCCATTAGGAAAGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAAG 
CCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGG 
AAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCT 
TCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGTCGACCAGCCGTTGGGTGCCTAGAGCACTTTGTGGCGAAGTTAACGCGATAAGTCG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCTACAGAAGCCGGAAGAGAT 
TCTGGTGTGCCTTCGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTG 
GGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTATTTGCCAGCGAGTAATGTCGGGAACTCTAAGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTAC 
ACACGTGCTACAATGGCCGGTACAAAGGGCTGCGAGCTCGCGAGAGTCAGCGAATCCCTTAAAGCCGGTC 
TCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGT 
CACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGT 


GGTTAGCCTAACGCAAGAGGGCGATCACCACGGTGGGTTCA 


>gi|265678774|ref|NR_029079.1| Brevibacterium antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 
sequence 
GTCGACAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTG 
AAGCCTGGTGCTTGCACCGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGAC 
TTCGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCAACGCTCGCATGAGTGTTGGTGGAAA 
GTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGACGACG 
ACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTT 
CGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCCCCTTGGGGTGACGGTACCTGCAGAAGAAGTACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACAAGCGTTGTCCGGAATTATTGGGCGTAAAGAG 
CTCGTAGGTGGTTGGTCACGTCTGCTGTGGAAACGCAACGCTTAACGTTGCGCGTGCAGTGGGTACGGGC 
TGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAC 
ACCGGTGGCGAAGGCGGGATTCTGGGCTGTAACTGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCG 
CCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGAC 
ATACACCAGACCGTCCTGGAAACAGGTCCTCCTCTTTGAGGTTGGTGTACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTTCGTTCTATGTTGCCAGCACG 
TAAAGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCTTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGAGATGCGAGACCGCGAGGTTT 
TAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAATTCGACTACGTGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTC 
ACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCCTTGTGGGGAAGGGGCCGTCTAAGGTGGGAC 
TGGCAATTGGGACTAAGTCGTAACAAGGTAA 


>gi|265678773|ref|NR_029078.1| Yaniella halotolerans strain YIM 70085 16S ribosomal RNA, partial sequence 
TTTATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCTCCCAGC 
TTGCTGGGGGTGAATGAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTGCCCTTAACTCTGGGATAAG 
CCCGGGAAACTGGGTCTAATACCGGATAGGACTGATCATCGCATGGTGGTTGGTTGAAAGTTTTTGACGG 
TTTTGGATGGACTCGCGGCCTATCAGTTTGTTGGTGGGGTAATGGCCTACCAAGGCTTTGACGGGTAGCC 
GGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCAGTTGGGACGAAGCCCTTCGGGGTGACGGTACCTTCAGAAGAAGCACCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCG 
GTTTGTCACGTCTGCTGTGAAAGCTCGGGGCTTAACCTCGAGTTTGCAGTGGGTACGGGCAGGCTAGAGT 
GCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCG 
AAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGAACATTTCCACGTTTTCCGCGCCGTAGCTA 
ACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACTGG 
ATCGCCCTAGAGATAGGGTTTCCCTTCGGGGCCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGGAACCCCTATTCTATGTTGCCAGCAATTCGGTTGGGG 
ACTCATGGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATG 
TCTTGGGCTTCACGCATGCTACAATGGCCGGCACAATGGGTTGCGAGACTGTGAGGTTGAGCTAATCCCA 
TAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGT 
AACACCCGAAGCCGGTGGCCTAACCCTTTGTGGGGAGGAGCCGTCGAAGGTGGGACCGGTGATTGGGACT 
AAGTCGTAACAAGGTATCCGATCGAAAGGTCGG 


>gi|265678772|ref|NR_029077.1| Bacillus algicola strain F12 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGAAA 
TGGGAGCTTGCTCCCATTTCTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTACAGACTGG 
GATAACTCCGGGAAACCGGAGCTAATACCGGGTAATACATAGCATCGCATGATGCAACGTTGAAAGTTGG 
CCTTTGGCTAACACTGTAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGC 
CACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGG 
CCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGT 
ACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCC 
GGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGT 
GGAGGGCCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAA 
TGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGA 
AAGCGTGGGGAGCRAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGG 
GGGGTTCCACCCTCAGTGCTGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGA 
ACCTTACCAGGTCTTGACATCCTCTGCCACTCCTAGAGATAGGACGTTCCCCTTCGGGGGACAGAGTGAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGG 
GACGACGTCAAATCATCATGCCCCTTATGACCTGGGC TACACACGTGCTACAATGGACGGTACAAAGGGC 
AGCAACACCGCGAGGTGAAGCGAATCCCATAAAGCCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCT 
ACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCC 


GAAGGTGGGACAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGYTGGATCACC 
TCCTT 


>gi|265678771|ref|NR_029076.1| Formosa algae strain F89 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACA 
TTGTGCTTGCACAGATGACGACCGGCGCACGGGTGCGTAACGCGTATGCAATCTACCTTTTACAGGGGAA 
TAGCCCAGAGAAATTTGGATTAATGCCTCATAGTATATAGAAATGGCATCATTTTTATATTAAAGATTTA 
TCGGTAAAAGATGAGCATGCGTTCTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACCGCGATAGAT 
AGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAG 
TGAGGAATATTGGACAATGGGCGAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGT 
TGTAAACTGCTTTTATACAGGAAGAAACACTGCTACGTGTAGCAGCTTGACGGTACTGTAAGAATAAGGA 
TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTA 
AAGGGTCCGTAGGTGGATGATTAAGTCAGAGGTGAAATCTTGCAGCTCAACTGTAAAATTGCCTTTGATA 
CTGGTTATCTTGAGTTATTATGAAGTAGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACAT 
AGAATACCAATTGCGAAGGCAGATTACTAATAATCAACTGACACTGATGGACGAAAGCGTGGGTAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGTTACTAGCTGTTCGGACTTCGGTCTGAGTG 
GCTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAA 
TGTAGATTGACAGGACTAGAGATAGTTTTTTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAG 
CTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCA 
WGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGG 
CCCTTACGTCCTGGGCTACACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACACCGCGAGGTGGAGC 
GAATCTATAAACCCTATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGT 
AATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGA 
AGTTGGAAGTGCCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGGTAAAGTCGATAACTAGGGCTAAGTC 
GTAACAAGGTAGCCGTACCGGAAGGTGCGGYTGGATCACCTCCTT 


>gi|265678770|ref|NR_029075.1| Nesterenkonia xinjiangensis strain YIM70097 16S ribosomal RNA, partial 
sequence 
ATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCGTGCTTGC 
ACGGGTGGATTAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGG 
GAAACTGGGTCTAATACCGGATGCGACCAGTCCCCGCATGGGGTGCTGGTGGAAAGATTTTATCGGTCTT 
GGATGGACTCGCGGCCTATCAGCTAGACGGTGGGGTAGAAGCCCACCGTGGCGATGACGGGTAGCCGGCC 
TGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCG 
CTTTCAGCAGGGAAGAAGCTTTATTGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGT 
CGCGTCTGCTGTGAAAGCCCGGGGCTTAACCCCGGGTGTGCAGTGGGTACGGGCAGGCTAGAGTGCAGTA 
GGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCA 
GGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATT 
AAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGATCGCTG 
CAGAGATGTAGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTATGTTGCCAGCACGTGATGGTGGGGACTCAT 
GGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGG 
GCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGC 
CGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACC 
CGAAGCCCACGGCCCAACCGGTTTACCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTC 
GTAACAAGGTAGCCGTACGGAAGGT 


>gi|265678769|ref|NR_029074.1| Corynebacterium halotolerans strain YIM70093 16S ribosomal RNA, partial 
sequence 
TTTTTNNATCCTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGGCCC 
CTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCGCACTTCGGGATAAGC 
CTGGGAAACTGGGTCTAATACCGGATAGGACCTTCCTTTAGCGTGGAAGGTGGAAAGTTTTTTCGGTGTG 
GGATGAGCTCGCGGCCTATCAGCTGGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCC 
TGAGAGGGTGGACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCC 
CTTTCGCCCACGACGAAGCGTAAGTGACGGTAGTGGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCG 
CGTCGTCTGTGAAATTCCGGGGCTCAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAG 
GTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGT 
CCATGCCGTAAACGGTGGGCGCTAGGTGTAGGGGACTTCCACGTCTTCTGTGCCGTAGCTAACGCATTAA 
GCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGACCGGGCCA 
GAGATGGTCCTTCCCTTGTGGCCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTGATGGTGGGGACTCATGAG 
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCT 
TCACACATGCTACAATGGTCGGTACAGCAGGTCGCGAACCCGTGAGGGTGAGCCAATCCTCGTTAAAGCC 
GGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 


AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCC 
GAAGCCAGCGGCCCAACCGGTTTACCGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCG 
TAACAAGGTAGCCGTACGGAAG 


>gi|265678768|ref|NR_029073.1| Nesterenkonia halotolerans strain YIM70084 16S ribosomal RNA, partial 


sequence 
TTTATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGACCGTGCT 
TGCACGGTTGGATTAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTTCCCTTAACTCTGGGATAAGCC 
CGGGAAACTGGGTCTAATACCGGATACGACCAGTCCTCGCATGGGGTGCTGGTGGAAAGATTTATCGGTT 
TTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGATGACGGGTAGCCGG 
CCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAAC 
CGCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGT 
CACGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTGTGCAGTGGGTACGGGCAGACTAGAGTGCAGTA 
GGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCA 
GGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGCGCCGTAGCTAACGCATT 
AAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACCGCTG 
CAGAGATGCAGTTTCCCTTCGGGGTCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCCAGCACGTTATGGTGGGGACTCAT 
GGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGG 
GCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGC 
CGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTGGGTAACACC 
CGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTCGCGATTGGGACTAGGTCGTA 
ACGGAGTATCCGT 


>gi|265678767|ref|NR_029072.1| Roseomonas gilardii subsp. rosea strain 
sequence 
TTAGTTTGATCCTGGCTCAGAGCGAACGCTGACGGCATGCTTAACACATGCAAGTCGCACGGGTGGTTTC 
GGCCATCAGTGGCGGACGGGTGAGTAACGCGTAGGAACGTGTCCAGAGGTGGGGGACAACCCCGGGAAAC 
TGGGGCTAATACCGCATGGGGGCTGAGGCCCAAAGCCGAGAGGCGCCTTTGGAGCGGCCTGCGTCCGATT 
AGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGC 
CTGATCCAGCAATGCCGCGTGGGTGAAGAAGGTCTTCGGATCGTAAAGCCCTTTCGACGGGGACGATGAT 
GACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCG 
TTGCTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGGCCCAAGTCAGGCGTGAAATTCCTGGGCTC 
AACCTGGGGACTGCGCTTGATACTGGGTTGCTTGAGGATGGAAGAGGCTCGTGGAATTCCCAGTGTAGAG 
GTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCGAGCTGGTCCATTACTGACGCTGAG 
GCGCGACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCGCTGGA 
TGTTGGGGCCCATAGGGTCTCAGTGTCGTAGCCAACGCGGTAAGCGCACCGCCTGGGGAGTACGGCCGCA 
AGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGCAGAACCTTACCAGCCCTTGACATGGTCACGACCGGTCCAGAGATGGGCTTTCCCCGCAAGGGGCGT 
GATGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCGCCTCTAGTTGCCAGCATGTTCGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAG 
GAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTG 
ACAGAGGGAAGCCAGGTCGCGAGGCCGAGCCGATCCCGAAAAGCCGTCTCAGTTCGGATTGCACTCTGCA 
ACTCGGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGTCGTTGCGCTAACCAGCGATGGG 
GGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGG 
TTGGATCACCTCCTA 


MDA5605 16S ribosomal RNA, partial 


>gi|265678766|ref|NR_029071.1| Paenibacillus favisporus strain GMP01 16S ribosomal RNA, partial sequence 


TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTGAT 
GGAGAGCTTGCTCTCCTGATGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGCAAGACC 
GGGATAACCCACGGAAACGTGAGCTAATACCGGATATCTCATTTCCTCTCCTGAGGGGATGATGAAAGAC 
GGAGCAATCTGTCACTTGCGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGG 
CGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCATACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAG 
GTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCCGGTAGAGTAACTGCTATCGGAGTGACGGT 
ACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCC 
GGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCATTTAAGTCTGGTGTTTAAGGCCAAGGCTCAACCTT 
GGTTCGCACTGGAAACTGGGTGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAAT 
GCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGG 
GGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTG 
AAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAGGTCTTGACATCCCTCTGACCGGTCTAGAGATAGGCCTTTCCTTCGGGACAGAGGAGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GATTTTAGTTGCCAGCACTTCGGGTGGGCACTCTAGAATGACTGCCGGTGACAAACCGGAGGAAGGCGGG 
GATGACGTCAAATCATCATGCCCCTTATGACCTGGGC TACACACGTACTACAATGGCCAGTACAACGGGA 


AGCGAAGCCGCGAGGTGGAGCCAATCCTATCAAAGCTGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCC 
TGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGAGGTAACCGCAAGGAGCCAGCCGC 
CGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCAC 
CTCCTTA 


>gi|265678765|ref|NR_029070.1| Shewanella gaetbuli strain TF-27 16S ribosomal RNA, partial sequence 


ATTAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAAAGTAGCTTGCTACTTTGCTGA 
CGAGCGGCGGACGGGTGAGTAATGCCTAGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTG 
CTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGAACCTAGG 
TGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
GGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGA 
GGAAAGGGTGTTGCTTAATACGCAACATCTGTGACGTTAGCAACAGAAGAAGGACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGG 
TTTGTTAAGCCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGGAACTGGCGAACTAGAGTC 
TTGTAGAGGGAGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGATATCTGAAGGAATACCGGTGGCGA 
AGGCGGCCTCCTGGACAAAGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGCCTTGAGCACTGGGCTCTCAAGCTAACGC 
ATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGTT 
ACCAGAGATGGTTTCGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGT 
GAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCACGTAATGGTGGGAAC 
TTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAG 
TAGGGCTACACACGTGCTACAATGGCAAGTACAGAGGGTTGCAAAGCCGCGAGGTGGAGCTAATCTCACA 
AAGCTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGA 
TCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGC 
AAAAGAAGTGGGTAGTTTAACCTTCGGGAGAACGCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTCG 
TAACAAGGTAGCCCTAGGGGAACCTGG 


>gi|265678764|ref|NR_029069.1| Kitasatospora putterlickiae strain F18-98 16S ribosomal RNA, partial 


sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCC 
CTTCGGGGTGGATCCAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGC 
CCTGGAAACGGGGTCTAATACCGGATATGACCTGGGACCGCATGGTTTCGGGTGTAAAGCTCCGGCGGTG 
CAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGG 
CCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGT 
CGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGAG 
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
ATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGTTGGGAACTAGGTGTTGGTCACATTCCACGTGATCGGTGCCGCAGCTAACGCATTA 
AGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAG 
CGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATGCCGGAAACATCC 
AGAGATGGGTGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGA 
CTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGT 
CTTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGTGAGGCGGAGCGAATCCCAA 
AAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAG 
ATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAA 
CACCCGAAGCCGGTGGCCTAACCCTCTGGGATGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGT 
CGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTAATCGAATTCGATATC 


>gi|265678763|ref|NR_029068.1| Amycolatopsis kentuckyensis strain NRRL 
sequence 

TGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAACC 
ACTTTCGGGTGGGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAA 
GCCTTGGAAACGAGGTCTAATACCGGATATCACAATCTCTCGCATGGGGGGTTGTTGAAAGTTCTGGCGG 
TGCAGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTT 
GTCGCGTCGGCCGTGAAATCTCCACGCTTAACGTGGAGCGTGCGGTCGATACGGGCAGACTTGAGTTCGG 
TAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG 
CGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGCGACATCCACGTTGTCCGTGCCGTAGCTAACGCAT 
TAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCC 
CCAGAGATGGGGCTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCATCGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTTATGGCGGGACTCGTG 


B-24129 16S ribosomal RNA, partial 


GGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGG 
CTTCACACATGCTACACTGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAATGCC 
GGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCC 
GAAGCCCATGGCCCAACCCCGTAAGGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCG 
TAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATC 


>gi|265678762|ref|NR_029067.1| Fulvimarina pelagi strain HTCC2506 16S ribosomal RNA, partial sequence 


TTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCATCCTTCGGGGT 
GAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCCCTACGGGATAGCTCCGGGAAACTGGAAT 
TAAGACCGTATACGTCCGTAAGGAGAAAGATTTATCGGGGATGGATGAGCCCGCGTAGGATTAGCTAGTT 
GGTGCGGTAACGGCGTACCAAGGCGACGATCCTTAGCTGGTCTAAGAGGATGATCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCA 
GCCATGCCGCGTGAGTGATGACGGTCTTAGGATTGTAAAGCTCTTTCAGTGGGGACGATAATGACGGTAC 
CCACAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGG 
AATTACTGGGCGTAAAGCGCACGTAGGCGGATCAGCCAGTCAGGGGTGAAATCCCAGGGCTCAACCCTGG 
AACGGCCTCTGATACTGTTGATCTGGAGTGTGAGAGAGGTGAGTGGAATTGCGAGTGTAGAGGTGAAATT 
CGTAGATATTCGCAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCACAACTGACGCTGAGGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTCGGCG 
GGTTTACTCGTCGGTGGCGCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAAC 
CTTACCAGCTCTTGACATCCTCTGACGGTCACCGGAGACGGTTTCCTCCCTTCGGGGCAGAGTGACAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCC 
CCTAGTTGCCAGCATTAGGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGC 
GAGGCAGCGATGCCGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCAT 
GAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTTGGGTCTACCCGAAGATGGTGCGCTAACCTCTTGGAGGCAGCCAGCCACG 
GTAGGCTCAGCGACTGGGGTGAAGTCGTAACAGGGGTAGCCA 


>gi|265678761|ref|NR_029066.1| Mesoplasma photuris strain PUPA-2 16S ribosomal RNA, partial sequence 


CTCAGGAYGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGAGTGCTTGCACTCCAGTGGCGA 
ACGGGTGAGTAACACGTATCTAATCTACCTTATAGCGGGGGATAGCCTTTGGAAACGAAGGGTAATACCG 
CATGAGAATTTCATTATCGCATGAGAAGAAATTGAAAGCACCGTTTGGTGCACTATAAGATGAGGATGCG 
GCGTATTAGCTAGTAGGTGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATC 
GGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGA 
CGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGGGA 
AGAACACACTTGAGAGGAAATGCTCTTGTGCTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGC 
CAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGG 
TTTTGCAAGTTTGAGGTTAAAGCCTGGGGCTCAACCCCAGTTCGCCTTGAAAACTGTGAGACTAGAATAC 
AAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCTGTGGCGAA 
AGCGGCTTACTGGCTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTA 
GTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGGGKTTATACCTCGGTGCTGCAGCTAACGCATTA 
AGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGG 
TGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGGCAT 
AGAGATATGCTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTT 
GGGTTAAGTCCCGCAACGAACGCAACCCTTGTCATTAGTTACTAACATTCAGTTGAGGACTTTAATGAGA 
CTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACAC 
ACGTGCTACAATGGTCGATACAAAGAGTCGCAATCTCGTGAGGGGGAGCTAATCTCAAAAAGTCGATCTC 
AGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTC 
GCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTGGGTAATGCCAGAAGTA 
GGTAGCTTAACCGTAAGGAGAGCGCTTCCCAAGGTAGGACTCGCGATTGGGGTGAAGTCGTAACAAGGTA 
TCCCTACGGGAACGTGCGGATGGATCACCTCCTTTCA 


>gi|265678760|ref|NR_029065.1| Bifidobacterium psychraerophilum strain 
sequence 

GTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCATCAAGCTTGCTTGATGG 
TGAGAGTGGCGAACGGGTGAGTAATACGTGACTAACCTGCCTCATACACCGGAATAGCTCCTGGAAACGG 
GTGGTAATGCCGGATGCTCCAACATTTCACATGTTTTGTTGGGAAAGCGTTAGCGGTATGAGATGGGGTC 
GCGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGAAGGCCTTCGGGTTGTAAACCGCTTTTAATTG 
GGAGCAAGCGAGAGTGAGTGTACCTTTTGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGCCTGGTGT 
GAAAGTCCATCGCTTAACGGTGGATCTGCGCCGGGTACGGGCAGGCTAGAGTGCAGTAGGGGAGATTGGA 
ATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGATCTCTGGGCT 
GTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAA 
ACGGTGGATGCTGGATGTGGGGCCCTTCCACGGGCTCCGTGTCGGAGCTAACGCGTTAAGCATCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATGTTTCGGACAGCCCCAGAGATGGGGTC 
TCCCTTCGGGGCCGATTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGCCTTGTGTTGCCAGCACGTTATGGTGGGAACTCACAAGGGACCGCCGG 
GGTTAACTCGGAGGAAGGTGGGGATGACGTCAGATCATCATGCCCCTTACGTCTAGGGCTTCACGCATGC 


T16 16S ribosomal RNA, partial 


TACAATGGCCGGTACAACGAGATGCGACATGGCGACATGAAGCGAATCTCTTAAAACCGGTCTCAGTTCG 
GATTGGAGCCTGCAACTCGGCTCCATGAAGGCGGAGTCGCTAGTAATCGCGAATCAGCAACGTCGCGGTG 
AATGCGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTGGGTAGCACCCGAAGCCGGTGGC 
CTAACCTTTTGGAGGGAGCCGTCTAAGG 


>gi|265678759|ref|NR_029064.1| Croceibacter atlanticus strain HTCC2559 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCGGGA 
AGGAGCTTGCTCCTTTGCCGGCGAGTGGCGCACGGGTGCGTAACGCGTATACAACCTACCTTATACAGGG 
GTATAGCCCAGGGAAACTTGGATTAACACCCCATAGTAATATGTTTTGGCATCATTACATATTTAAAACT 
ACGGTGGTATAAGATGGGTATGCGTCCCATTAGCTTGTTGGTGTGGTAACGGCACACCAAGGCAACGATG 
GGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAG 
CAGTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATG 
GGTTGTAAACTGCTTTTATACGGGAAGAAACCCACCTACGTGTAGGTGGCTGACGGTACCGTAAGAATAA 
GGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGT 
TTAAAGGGTCCGCAGGCGGCCAGATAAGTCAGTGGTGAAATTCCGTGGCTCAACCACGGAACTGCCATTG 
ATACTGTTTGGCTTGAATCAGTTCGAGGATGCCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCA 
CACAGAACACCAATTGCGAAGGCAGGTGTCCAGAACTGTATTGACGCTGATGGACGAAAGCGTGGGTAGC 
GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGTCACTAGCTGTCCGGACTTAGGTCTGG 
GTGGCCAAGCGAAAGTGATAAGTGACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTT 
AAATGCATTATGACAGGGGTGGAGACACCCTTTTCTTCGGACATTTTGCAAGGTGCTGCATGGTTGTCGT 
CAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAG 
TAATGTCGGGAACTCTAGCAAGACTGCCGGTGCAAACCGCGAGGAAGGTGGGGATGACGTCAAATCATCA 
CGGCCCTTACGCCCTGGGCCACACACGTGCTACAATGGCAGGTACAGCAAGCAGCCACTGGGCGACCAGG 
AGCGAATCTGTAAAGCCTGTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCT 
AGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCAT 
GGAAGCTGGGAGTGCCTGAAGTCCGTCGCCGTAAGGAGCGGCCTAGGGTAAGACCGGTAACTGGGGCTAA 
GTCGTAACAGGGGTAGCCA 


>gi|265678758|ref|NR_029063.1| Pseudomonas rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 
TAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTTGAAGG 
AAGCTTGCTTCCTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAA 
CGTTTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCT 
ATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTG 
GTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGNGGGG 
AATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAA 
GCACTTTAAGTTGGGAGGAAGGGCAGTAAGCGAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCA 
CCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA 
AAGCGCGCGTAGGTGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAA 
CTGGCAAGCTAGAGTAGGGCAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAA 
GGAACACCAGTGGCGAAGGCGACCACCTGGGCTCATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGTCTTGAACTCTTA 
GTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTT 
GACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGC 
ACGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCA 
TCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTCGCCAAACCGCGAGG 
TGGAGCTAATCTCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAAT 
CGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCAT 
GACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGTGGCTGGATCACCTCCTTA 


>gi|265678757|ref|NR_029062.1| Roseomonas cervicalis strain E7107 16S ribosomal RNA, partial sequence 
TAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGCAATG 
TCAGTGGCGGACGGGTGAGTAACGCGTAGGGATGTGTCCAGGGGTGGGGGATAACTCCGGGAAACTGGAG 
CTAATACCGCATATGGCCTGAGGGCCAAAGCAGCGATGCGCCTTTGGAGTAACCTGCGTCCGATTAGCTA 
GTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGAT 
CCAGCAATGCCGCGTGGGTGAAGAAGGTCTTCGGATCGTAAAGCCCTTTCGGCGGGGACGATGATGACGG 
TACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTACT 
CGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGCTCCAAGTTAGGCGTGAAAGCCCTGGGCTCAACCT 
GGGGACTGCGCTTAAGACTGGAGTGCTAGAGGATGGAAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAA 
ATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGTCCATTTCTGACGCTGAGGCGCG 
ATAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCGCTGAATGTTG 
GGGTTCCTAGAACCTCAGTGTTGTAGCTAACGCGGTAAGCGCACCGCCTGGGGAGTACGGCCGCAAGGTT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCA 
GAACCTTACCAGCCCTTGACATGGCCACGACCGGTTCAGAGATGAACTTTTCCCGCAAGGGACGTGGTGC 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGCCTTTAGTTGCCAGCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGG 
TGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAAT 
GGGAAGCCAGGCAGCGATGTCGAGCCGATCCCAAAAAGCCGTCTCAGTTCAGATCGCAGCCTGCAACTCG 


GCTGCGTGAAGGTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGCAGGTGCGGTAACCGCAAGGAGCTAGCC 
TGCCACGGTAGGGTCAGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGGATC 
ACCTTCTAA 


>gi|265678756|ref|NR_029061.1| Roseomonas gilardii strain 5424 16S ribosomal RNA, partial sequence 
TAGTTTATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGTGGTTTCGG 
CCATCAGTGGCGGACGGGTGAGTAACGCGTAGGAACGTGTCCAGAGGTGGGGGACAACCCCGGGAAACTG 
GGGCTAATACCGCATGGGGGCTGAGGCCCAAAGCCGAGAGGCGCCATTGGAGCGGCCTGCGTCCGATTAG 
GTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCT 
GATCCAGCAATGCCGCGTGGGTGAAGAAGGTCTTCGGATCGTAAAGCCCTTTCGACGGGGACGATGATGA 
CGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTT 
GCTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGGCCCAAGTCAGGCGTGAAATTCCTGGGCTCAA 
CCTGGGGACTGCGCTTGATACTGGGTTGCTTGAGGATGGAAGAGGCTCGTGGAATTCCCAGTGTAGAGGT 
GAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCGAGCTGGTCCATTACTGACGCTGAGGC 
GCGACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCGCTGGATG 
TTGGGGCCCATAGGGTCTCAGTGTCGTAGCCAACGCGGTAAGCGCACCGCCTGGGGAGTACGGCCGCAAG 
GTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GCAGAACCTTACCAGCCCTTGACATGGTCACGACCGGTCCGGAGACGGGCCTTCCCCGCAAGGGGCGTGA 
TGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGCCTCTAGTTGCCAGCATGTTCGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGA 
AGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGC TACACACGTGCTACAATGGCGGTGAC 
AGAGGGAAGCCAGGTCGCGAGGCCGAGCCGATCCCGAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAAC 
TCGGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGTCGTTGCGCTAACCGCAAGGGGGCA 
GGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGG 
ATCACCTTCTAA 


>gi|265678755|ref|NR_029060.1| Saccharothrix xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial 
sequence 
GTGTACGCTTAGCCGTGCATTACCATGCAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACG 
GGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCTGGGAAACTAGGTCTAATACCGGAT 
ATGACCTGCCTCCGCATGGTGGTGGGTGGAAAGTTCCGGCGGTACGGGATGGGCCCGCGGCCTATCAGCT 
TGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAG 
TGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGC 
GTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCCGTGAAAACTTCACGCT 
TAACGTGGAGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGC 
GGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTGCTAG 
GTGTGGGGGGCTTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGAAACCTGCAGAGATGTAGGCCTCTTCGGACTGGT 
GTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAA 
GGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACA 
GAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCACAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAAC 
TCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACGGAAGCCCGTGGCCCAATCCTCAAGCAGTC 
GAGCGTGGTAGCTGTAGAGGCGACCGGCAC 


>gi|265678753|ref|NR_029058.1| Petrotoga mexicana strain Met-12 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGGTAAACGCTGGCGGCGTGCGTAACACATGCAAGTCGGACGGGTTATACT 
TCTTAGGAAGTATAATCAGTGGCGAACGGGTGAGTAAAAGGTAGGGACCTACCCCGAGGACAGAGATAGC 
TACTGGAAACGGTAGGTAAACTCTGATAAGCCCGAGAGGGGAAAGTGGAAGGCAGCCTTGGGATGGACCT 
ACTATCCATCAGGTAGTTGGTGAGGTAAAGGCTTACCAAGCCGATGACGGATAACCGGCGTGAGAGCATG 
TACGGTCACAAGGGCACTGAGACACGGGCCCTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGAAAGCCTGATCCAGCGACGCCGCGTGAAGGAAGAAGTCCTTCGGGATGTAAACTTCTGAACTAAT 
CGAATAAAAGGGTAGTGGACACACTACAGAAGAAGGTAGATTAGGAAAAGTCCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGCCCGGAATCACTGGGTGTAAAGGGGACGTAGGCGGAT 
GATCAAGTCATCTGTGAAAAGATTGCTCAACGATTGGCTTGCGGATGAAACTGGTCATCTTGGGCGTAGC 
AGAGGTAGACGGAATTACCTGAGTAGGGGTGAAATCCGCAGATACAGGTAAGAACGCCGGTGAAGAAGTT 
GGTCTACTGGGCTACAGCTGACGCTGAGGTCCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTA 
GTCCTGGCTGTAAACGATGCTCACTAGGTGTAGGGAGCGAAAGACTCTCTGTGCTGAAGCGAACGCGCTA 
AGTGAGCCACCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCTAACCGAAGAACCTTACCAGGGATTGACATGTAACTGAAGGTAGA 
GAAATCTACTGGCCTGCCGCAAGGCAGGGGGTTACACAGGTGGTGCACGGTCGTCGTCAGCTCGTGCCGT 
GAGGTGTTGGGTTAAGTCCCACAACGAGCGCAACCCCTACGATTAGTTACCAGCAAGTAAAGTTGGGTAC 
ACTAATTGGACAGCCGCCGACGAGGCGGAGGAAGGAGGGGATGACGTCAGATAAGCGTGCCCCTTATACT 
CTGGGCGACACACGTGCTACAATGGGGAGGACAAAGGGAAGCGAAGCCGGAAGGTGGAGCGGATCCGGAA 
AAACTCTCCGTAATATGGATTGTAGGCTGAAACCCGCCTACATGAAGCTGGAATCGCTAGTAATCGCAGG 


TCAGCCAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCACCCGAGTTGGGAA 
CACCTGAAGGCAGTACGGCAGGTACTGTTGAAGGTGGGCTTGGCGAGGGGGGCGAAGTCGTAACAAGGTA 
GGTGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|265678752|ref|NR_029057.1| Macrococcus lamae strain R 16089 16S ribosomal RNA, complete sequence 
AGAGTTTGATCAGGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACAGACGG 
GAGTGCTTGCACTCCTTGATGTCAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTGTAAGACTG 
GGATAACTTCGGGAAACCGGAGCTAATACCGGATGATATGTTCCACCTCATGGTGGGACAGTGAAAGACG 
GTTTCGGCTGTCACTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGC 
GACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGG 
TTTTCGGATCGTAAAACTCTGTTGTAAGGGAAGAACAAGTACGTGAGTAACTGCACGTACCTTGACGGTA 
CCTTACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCG 
GAATTATTGGGCGTAAAGCGCGCGTAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGG 
GAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAAT 
GCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTGCGAA 
AGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGG 
GGGTTTCCGCCCCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTG 
AAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAAATCTTGACATCCTCTGACAACTCTGGAGACAGAGCGTTCCCCTTCGGGGGACAGAGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTATCTTTAGTTGCCATCATTCAGTTGGGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGATGGTACAAAGGG 
CAGCGAAACCGCGAGGTCAAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGAC 
TACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTACAGGAGCTAGCC 
GTCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATC 
ACCTCCTTA 


>gi|265678751|ref|NR_029056.1| Macrococcus hajekii strain R 16086 16S ribosomal RNA, complete sequence 
AGAGTTTGATCAGGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACGGACAG 
GAGTGCTTGCACTCCCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTG 
GGATAACTTCGGGAAACCGGAGCTAATACCGGATAATATGTTTCACCTCATGGTGAAACAGTGAAAGACG 
GTTCTGCTGTCACTTATAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCG 
ACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT 
TTTCGGATCGTAAAACTCTGTTGTAAGGGAAGAACAAGTACGTTAGTAACTGAACGTACCTTGACGGTAC 
CTTACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGG 
AATTATTAGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGG 
GAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAAT 
GCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTGCGAA 
AGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGG 
GGGTTTCCGCCCCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTG 
AAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGGGAAG 
AACCTTACCAAATCTTGACATCCTCTGACAACTCTGGAGACAGAGCGTTCCCCTTCGGGGGACAGAGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTATCTTTAGTTGCCATCATTCAGTTGGGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGATGGTACAAAGGG 
CAGCAAAACCGCGAGGTCAAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGAC 
TACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTTAGGAGCTAGCCG 
TCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAGGGTAGCCGTATCGGAAGGTGCGGCTGGATCA 
CCTCCTTA 


>gi|265678747|ref|NR_029052.1| Streptococcus oligofermentans strain 2-4 16S ribosomal RNA, partial 
sequence 
CGGCGTGCCTAATACATGCAAGTAGAACGCTGAAGGAAGGAGCTTGCTCTTTCCGGAAGAGTTGCGAACG 
GGTGAGTAACGCGTAGGTAACCTACCTTTTAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCAT 
AAGACATTTTACTGCATGGTAAGATGTTAAAAGATGCAAATGCATCACTAAGAGATGGACCTGCGTTGTA 
TTAGCTAGTAGGTGAGGTAACGGCTCACCTAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGGAA 
GTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAAC 
GAGTGTGAGAGTGGAAAGTTCACACTGTGACGGTAACTTACCAGAAAGGGACGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAG 
ATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTACGCTTTGGAAACTGTTTAACTTGAGTGCAGAA 
GGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCG 
GCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGTCCTTTCCGGGACTCAGTGCCGTAGCTAACGCATTA 
AGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGGTGCCCGTCCT 
AGAGATAGGATTTTGCTTCGGCACACCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGC 
GAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGC 


TACACACGTGCTACAATGGCTGGTACAACGAGTCGCAAGTCGGTGACGGCAAGCTAATCTCTTAAAGCCA 
GTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCA 
CGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGA 
AGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACA 
AGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTTCTTA 


>gi|265678746|ref|NR_029051.1| Pseudomonas salomonii strain CFBP 2022 16S ribosomal RNA, partial sequence 
TCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTGTTGGGGGATAACGCTCGGAAAC 
GGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGC 
CTAGGTCGGATTAGCTAGTTGGTCAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGA 
TGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACA 
ATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGT 
TGGGAGGAAGGGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTC 
TGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTA 
GGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTTACTA 
GAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGT 
GGCGAAGGCGACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAAGCCTTGAGCTTTTAGTGGCGCAGCT 
AACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATG 
AACTTTCTAGAGATAGATTGGTGCCTTAGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTG 
GGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTT 
ACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATC 
CCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATC 
GCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGG 
GTTGCACCAGAAGTAGCTAGTCTAACCTCGGGAGGACGGTTACC 


>gi|265678745|ref|NR_029050.1| Pseudomonas palleroniana strain CFBP 4389 16S ribosomal RNA, partial 
sequence 
AGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGC 
CTGGTAGTGGGGGATAACGTCCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGA 
CCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAG 
GCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAA 
GGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTTGCCTAATACGTAACTGTTTTGACGT 
TACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCT 
GGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAA 
ATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTG 
GAAGCCTTGAGCTTTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTT 
AAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTAAGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCT 
TGTCCTTAGTTACCAGCACGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAAAGG 
GTTGCCAAGCCGCGAGGTGAAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGA 
CTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTCGGGAGGACGGTTA 
CCACGGTG 


>gi|265678744|ref|NR_029049.1| Amycolatopsis mediterranei strain NT 19 16S ribosomal RNA, partial 
sequence 
CTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAACCACTTTCGGGTGGG 
GATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGA 
GGTCTAATACCGGATATCACAATCTCTCGCATGGGGGGTTGTTGAAAGTTCTGGCGGTGCAGGATGAACC 
CGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGT 
GACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCA 
GGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCG 
TGAAATCTCCACGCTTAACGTGGAGCGTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC 
CGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTA 
AACGTTGGGCGCTAGGTGTGGGCGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCTCCAGACATCCCCAGAGATGGGGC 
TTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTTATGGCGGGGACTCGTGGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGC 
TACAATGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCG 
GATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 


AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGC 
CCAACCCGCAAGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGTA 


>gi|265678743|ref|NR_029048.1| Kribbella antibiotica strain YIM 31530 16S ribosomal RNA, partial sequence 
TTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGC 
CCCTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTACCCTTCACTTCGGGATAA 
GCCTCGGAAACGGGGTCTAATACCGGATATCATCACGGNCTTCATGGNTTGTGGTTGAAAGTTCTGGCGG 
TGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCC 
GGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCGCAATGGACGAAAGTCTGACGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGGACCGGCCAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTC 
GTCACGTCGGGAGTGAAAACTCGGAGCTTAACTCCGAGCCTGCTTCCGATACGGGCAGACTAGAGGTAGG 
CAGGGGAGAGCGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGG 
CGGCTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGACATTCCACGTCCTCCGTGCCGCAGCTAACGCA 
TTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATAGGGAAATCT 
CACAGAGATGTGAGGTCCGTAAGGGTCCTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGGACTCAT 
AGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGG 
GCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGC 
CGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACC 
CGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTAGGACGAAGTCGTA 
ACAAGGTAGCC 


>gi|265678742|ref|NR_029047.1| Ancylobacter rudongensis strain AS1.1761 16S ribosomal RNA, partial 
sequence 
CGGGATCCAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGC 
CCCGCAAGGGGAGTGGCAGACGGGTGAGTAACACGTGGGGATCTGCCCAATGGTACGGAATAGCTCTGGG 
AAACTGGAAGTAATACCGTATGAGCCCGCAAGGGGAAAGATTTATCGCCATTGGATGAACCCGCGTCGGA 
TTAGCTAGTTGGTGTGGTAAAGGCGCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAA 
GCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGCCGACGAAGATA 
ATGACGGTAGTCGGAGAAGAAGCCCCGGCTGACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAG 
CGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGGGGTGAAAGCCTGGAGC 
TCAACTCCAGAACTGCCCTTGATACTGGGTATCTCGAGTCCGGAAGAGGTAAGTGGAACTGCGAGTGTAG 
AGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTTACTGGTCCGGTACTGACGCTG 
AGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAGGCTA 
GCCGTTGGTGAGCATGCTCATCAGTGGCGCAGCTAACGCATTAAGCCTCCCGCCTGGGGAGTACGGTCGC 
AAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGCAGAACCTTACCAGCCTTTGACATGTCCCGGATGGTTACCAGAGATGGTTTCTTCTCTTCGGAGCC 
GGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGCCCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGCGAG 
GAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTG 
ACAGTGGGAAGCGAACCCGCGAGGGTAAGCAAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCA 
ACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGA 
GGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTA 


>gi|265678741|ref|NR_029046.1| Inquilinus limosus strain AU476 16S ribosomal RNA, partial sequence 
TAGTTTGAATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCCCCGCAAG 
GGGAGTGGCGCACGGGTGAGTAACACGTGGGAACCTACCTTCTGGTACGGAACAACCAAGGGAAACTTTG 
GCTAATACCGTATACGACCTCCGGGTGAAAGATTTATCTGCCGGAAGAGGGGCCCCGCGTCCGATTAGGT 
AGTTGGTGGGGTAACCGGCCTACCAAGCCGACGATCGGTAGCTGGTCTGAGAGGATGACCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTTTCACCCACGACGATGATGAC 
GGTAGTGGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTG 
TTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTCGTTGCGTCAGATGTGAAAGCCCCGGGCTCAAC 
CTGGGAACTGCATTTGATACGGGCGGGCTTGAATCCAAGAGAGGGTGGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCCACCTGGCTTGGCATTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGTGCTAGCCGT 
CGGGCAGCTTGCTGTTCGGTGGCGCAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGC 
AGAACCTTACCAACCCTTGACATGGGGAGTGTGGGCCTGAGAGATCGGGTCCGGGTCCTTCAGTTCGGCT 
GGCTCCCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCCTCTTCAGTTGCCATCATTGAGTTGGGCACTCTGGAGATACTGCCGGTGACAAGCCGG 
AGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCGG 
TGACAGTGGGCAGCGAAGGGGCGACCTGGAGCTAATCCCCAAAAGCCGTCTCAGTTCGGATTGCACTCTG 
CAACTCGGGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGACGGTGCGCTGACCCGCAAGG 
GAGGCAGCCGGCCACGGT 


>gi|265678740|ref|NR_029045.1| Rothia amarae strain J18 16S ribosomal RNA, partial sequence 
CAGAGTTTGATCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGACT 
GGTGCTTGCACTGGTTGGATTAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCTTTGACTCTGGG 
ATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACAAGGAACCGCATGGTTTTTTGTGGAAAGGGTTT 
GTACTGGTTTTAGATGGGCTCACGGCCTATCAGCTTGTTGGTGGGGTAATGGCTCACCAAGGCGACGACG 
GGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGG 
GTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAG 
GCGGTTTGTTGCGTCTGCTGTGAAAGACCGGGGCTTAACCCCGGTATTGCAGTGGGTACGGGCAGACTAG 
AGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATG 
GCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATA 
CCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGC 
TAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACT 
GGACCGCCTCAGAGATGGGGTTTCCCTTCGGGGCTGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTAT 
GTTGCCAGCACGTTGTGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGAT 
ACTGTGAGGTTGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGA 
AGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCCCTTGTGGGAGGGAGTCGT 


>gi|265678739|ref|NR_029044.1| Burkholderia terricola strain R 8118 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGGGCAACCCTGGTGGCGAGTGGCGA 
ACGGGTGAGTAATACATCGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGC 
ATACGCTCTGCGGAGGAAAGCGGGGGCTCCTTCGGGACCTCGCGCTACAGGGGCGGCCGATGGCAGATTA 
GCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCC 
TGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACC 
TCAGCCCTAATACGGCGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTCCGCTAA 
GACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGGCGGGCTAGAGTATGGCAGAG 
GGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCC 
CCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCCTAAACGATGTCAACTAGTTGTCGGGCCTTCATTGGCTTGGTAACGTAGCTAACGCGTGAAGTTG 
ACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAT 
GATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAATCCTGCTGAGAG 
GCGGGAGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCCAGGGAGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACG 
TCATACAATGGTCGGAACAGAGGGTCGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAACCGATCGTAGT 
CCGGATCGCACTCTGCAACTCGAGTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGG 
TGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTA 
GTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCG 
TATCGGAAGGTGCGGCTGGATCACCTT 


>gi|265678738|ref|NR_029043.1| Actinomadura latina strain Al0 16S ribosomal RNA, partial sequence 
CGAGCTGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTG 
ACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATGCGACCGGCTCCTGCATGGGGTGTCGGTGG 
AAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGA 
CGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCC 
TTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTTACGTGACGGTACCTGCAGAAGAAGCGCCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTATGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCT 
CGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCCACGGCTTAACCGTGGGTCTGCGGTGGATACCGGCAG 
ACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACAC 
CGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTTCTTCCACGGATTCCGCGCCG 
TAACTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATT 
GCCGGAAAACTCCGGAGATGCGGGGTCCTTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTATATG 
GTGGGGACTCATGGGAAACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCC 
CTTATGTCTTGGGCTGCGAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGA 
ATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAATCTGCAACTCGACTTCCTGAAGTCGGAGTCGCTAGTA 
ATCGCAGATCAGCAACGCTGCGGTGAATACGTTTCCGGGCCTTGTACACACCGCCCGTCACCTCACGAAA 
GTCAGCAACACCCGAAGCCCGTGGCCCAACCCGCAAGGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTG 
GGACGAATCGTAACAAGGAACCCTACCGGAAGGGCGGTTGATAACTTCTTTT 


>gi|265678737|ref|NR_029042.1| Pseudomonas lini strain DLE411J 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGG 


NGCTTGCACCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAAC 
GCTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTA 
TCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGG 
TCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAG 
CACTTTAAGTTGGGAGGAAGGGCAGTTACCTAATACGTATCTGTTTTGACGTTACCGACAGAATAAGCAC 
CGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGCGCGTAGGTGGTTCGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAAC 
TGACGAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAG 
GAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAG 
TGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTG 
ACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCA 
CGTCATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGT 
GGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATC 
GCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTAAGCTTGGATC 
CCGGG 


>gi|265678736|ref|NR_029041.1| Weissella koreensis strain S-5623 16S ribosomal RNA, partial sequence 
BACTRATGGCGGCGTGCCTAATACATGCAAGTCGAACGCATTGTGGTTGAAATGATATGAAGAACTTGTT 
CAGATTTGATTTTCAACATTGCAATGAGTGGCGAACGGGTGAGTAACACGTGGGAAACCTACCTCTTAGC 
AGGGGATAACATTTGGAAACAAATGCTAATACCGTATAATAATTAAAACCGCATGGTTTTAGTTTAAAAG 
ATGGTCTTGCTATCACTAAGAGATGGTCCCGCGGTGTATTAGTTAGTTGGTGAGGTAATGGCTCACCAAG 
ACAATGATACATAGCCGAGTTGAGAGACTGACCGGCCACAATGGGACTGAGACACGGCCCATACTCCTAC 
GGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGTGTGATGAA 
GGGTTTCGGCTCGTAAAACACTGTTGTAAGAGAAGAATGACATTGAGAGTAACTGTTCAATGTGTGACGG 
TATCTTACCAGAAAGGAACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTTCCAAGCGTTATC 
CGGATTTATTGGGCGTAAAGCGAGCGCAGACGGTTATTTAAGTCTGAAGTGAAAGCCCTCGGCTCAACCG 
AGGAATTGCTTTGGAAACTGGATAACTTGAGTGCAGTAGAGGAAAGTGGAACTCCATGTGTAGCGGTGAA 
ATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGTTGAGGCTCG 
AAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACGATGAGTGCTAGTTGTTC 
GAGGGTTTCCGCCCTTGAGTGACGAAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGT 
TGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGGTCTTGACATCCTTTGACCACTCCAGAGATGGAGCTTTCCCTTCGGGGACAAAGTGA 
CAGGTGGTGCATGGTTGTCATCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTATTGTTAGTTGCCAGCATTTAGTTGGGCACTCTAGCAAGACTGCCGGTGACAAACCGGAGGAAGGCGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCAAGTACAACGAG 
TCGCCAACCCGCGAGGGTGCGCAAATCTCTTAAAGCTTGTCTCAGTTCGGACTGTAGGCTGCAACTCGCC 
TACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGAGGTAACCTTTTATTAGGAGCCAG 
CCGCNTAAGGTGGACAGATGATTAGGG 


>gi|265678735|ref|NR_029040.1| Enterococcus phoeniculicola strain JLB-1 16S ribosomal RNA, partial 
sequence 
TGGTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTTTTCTTTCACCGGAGCTTG 
CTCCACCGAAAGAAAAAGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAAGGGGATA 
ACACTTGGAAACAGGTGCTAATACCGTATAACAATTGGAACCGCATGGTTCTAATTTGAAAGACGCTTTC 
GGGTGTCACTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGA 
TGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTC 
GGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAACTGTTCRTCCCTTGACGGTATCTAA 
CCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTT 
ATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGG 
TCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTA 
GATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTT 
TCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCAGGTCTTGACATCCTTTGACCATTCTGGAGACAGAACTTTCCCTTCGGGGACAAAGTGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGT 
TAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTCGCGAA 
GTCGCAAGGCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGA 
AGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCACGAAAGTTGTAAACACCCGAAGCCGGTGAGGTAACCTTTTGGAGCCAGCCGTATAGGGG 
GTTTAGAAA 


>gi|265678734|ref|NR_029039.1| Lactobacillus parakefiri strain GCL 1731 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGTCTTGGCNAATGATTTTAGGTGCTTGC 
ACTTGAAAGATTTGACATTGAGACGAGTGGCGAACTGGTGAGTAACACGTGGGTAACCTGCCCTTGAAGT 
AGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAACCAAAACCACCTGGTTTTGGTTTAAAAG 
ACGGCTTCGGCTGTCACTTTAGGATGGACCCGCGGCGTATTAGCTTGTTGGTAAGGTAACGGCCTACCAA 
GGCAATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTA 
CGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGA 
AGGGTTTCGGCTCGTAAAACTCTGTTGTTGGAGAAGAACCGTTGTCAGAGCAACTGTTGACAGCTTGACG 
GTATCCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGT 
CCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAGGTCTGATGTGAAAGCCTTCGGCTTAACC 
GGAGAAGTGCATCGGAAACCGGGAGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGA 
AATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTC 
GAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTT 
GGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCTACGCG 
AAGAACCTTACCAGGTCTTGACATCTTCTGCCAACCTAAGAGATTAGGCGTTCCCTTCGGGGACAGAATG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTATTGTTAGTTGCCAGCATTCAGTTGGGCACTCTAGCAAGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGA 
GTCGCGAAACCGCGAGGTCAAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGC 
CTACATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGCCTT 


>gi|265678733|ref|NR_029038.1| Paracoccus yeei strain G1212 16S ribosomal RNA, partial sequence 
AAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGGACTTCGG 
TTCTAGCGGCGGACGGGTGAGTAACGCGTGGGAATGTGCCCTTCTCTACGGAATAGCCCTGGGAAACTGG 
GAGTAATACCGTATACGCCCTATTGGGGAAAGATTTATCGGAGAAGGATCAGCCCGCGTTGGATTAGGTA 
GTTGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGAT 
CTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGG 
TACCAGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTT 
CGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCGGAAAGTCAGAGGTGAAATCCCAGGGCTCAACCT 
TGGAACTGCCTTTGAAACTATCGGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCG 
GGCAGCATGCTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAG 
AACCTTACCAACCCTTGACATCGCAGGACAGCCCGAGAGATCGGGTCTTCTCGTAAGAGACCTGTGGACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCAC 
GTCTTTAGTTGCCAGCATTCAGTTGGGCACTCTAAAGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGG 
ATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTT 
AATCCCCAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTA 
ATCGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TTGGGTCTACCCGACGGCCGTGCGCCAACCTCGCAAGAGGAGGCAGCGGACCACGGTAGGCTCAGCGACT 
GGGGTGAAGTCGTAACAAGGTAACCANCCAACCCGTAAGGGCCATGAGGACTTNACGTCAT 


>gi|265678732|ref|NR_029037.1| Mycobacterium brisbanense strain W6743 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCC 
CTTCGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCC 
TGGGAAACTGGGTCTAATACCGGATAGGACCATGGCCTTCATGGGTTGTGGTGGAAAGCTTTTGCGGTGT 
GGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCAGCACAGACGAAGCGTGAGTGACGGTATGTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTC 
GCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTA 
AGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGTCGGT 
AGAGATGTCGGTTCCCTTGTGGTCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCGTAG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC 
TTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCTTTCAAAGCC 
GGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCC 
GAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGT 
AACAAGGTAGCCGTACCGGAAGGTGCGGC 


>gi|265678731|ref|NR_029036.1| Mycobacterium boenickei strain W5998 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCC 
CTTCGGGGCACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCC 


TGGGAAACTGGGTCTAATACCGAATAGGACCGCGCTCTTCATGGGGTGTGGTGGAAAGCTTTTGCGGTGT 
GGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCAATAGGGACGAAGCGCAAGTGACGGTACCTATAGAAGAAGGACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTC 
GCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTA 
AGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCAGT 
AGAGATATTGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGA 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC 
TTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCC 
GGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCC 
GAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTGCGGCT 


>gi|265678730|ref|NR_029035.1| Quatrionicoccus australiensis strain Ben 117 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGG 
AGCAATCTTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTACCATTGAGTGGGGGATAACG 
TAGCGAAAGTTACGCTAATACCGCATATACCCTGAGGGGGAAAGCAGGGGATCGCAAGACCTTGTGCTCT 
TTGAGCGGCCGATATCAGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTGTAGCGGGT 
CTGAGAGGATGATCCGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGC 
TCTTTCGGCCGGGAGGAAATCGCATCAGTTAATACCTGGTGTGGATGACAGTACCGGAATAAGAAGCACC 
GGCTAATTATGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGCAGGCGGTTTTTTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAACTGCGCTTGTGACT 
GGAAGGTTAGAGTATGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGG 
AACACCGATGGCGAAGGCAGCCCCCTGGGCCAATAATGACGTTCATGCAGGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAANTAGGTGTTGGGTGGGTAAAACCATTTAG 
TACCGGAGCTAACGTGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAANTCAAAGGAATTGA 
CGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTG 
ACATGTCCAGGAGCCTGAAGAGATTTGGGTGTGCCCGAAAGGGAACTGGAACACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCATGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCNTTAATTGCCAT 
CATTTAGTTGGGCACTTTAACAAAACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAAAAGGGTTGCCAAGCCGGGAGG 
TGGAGCTAATCCCAGAAAGCCGATCGTAGTCCGGATCGTAGGCTGCAACTCGCCTGCGTGAAGTCGGAAT 
CGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTTTTGTACACACCGCCCGTCACAC 
CATGGGAGCGGGTTCCGCCAGAAGTAGGTAGCCTAACCGCAAGGGGGGCGCTTACCACGGCGGGTTCGTG 
ATGGGGA 


>gi|265678729|ref|NR_029034.1| Dethiosulfovibrio acidaminovorans strain srl5 16S ribosomal RNA, partial 
sequence 
TCATGGCTCCAGGACGAACCGCTGGCGGGCGTGCTTAACACATGCAAGTGGGACGAAGGTATGAACTTGA 
AGGCTCGGCTGGACGGTACATATACTGAGTCGCGGACGGGTGAGTAASGCGTGAGGACCTGTCCATCAGA 
GGGGGATAGCCCGGGAAACCGGGATTAAAACCCCATAAGCCYAAGGGTGAAAGGAGCAATCCGCTGATGG 
AGGGTCTCGCGTCCTATCAGGTAGTTGGTGGGGTAAGGGCCTACCAAGCCGAAGACGGGTAGCCGGACTG 
AGAGGTTGACCGGCCACATTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGTCTTCGGATTGTAAACCTCT 
GTTGCAGGGGAAGAAGGAAGTGACGGTACCCTGCGAGGAAGCCCCGGCAAACTACGTGCCAGCAGCCGCG 
GTAACACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCTGCGAGGCAAGTC 
GGGTGTAAAAGGCACGGGCTCAACCCGTGTGTGCACTCGAAACTGTCTTGCTGGAGGGGTAGAGAGGCAA 
GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCTTGCT 
GGCTACACCCTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGC 
AGTAAACGATGAATGCTAGGTGTGGGTGGGTCAAACCATCCGTGCCGCAGTTAACGCGATAAGCATTCCG 
CCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACG 
TGGTTTAATTCGATGCAAACCGAAGAACCTTACCTGGGCTTGACATCTAGGTGGTATTGACCTGAAAGGC 
GATAGACCATATTTTCGGATATGGAGCCTAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTCAGTTGCTAACGTTTAAGTCGAGCACTCTGG 
CGAGACTGCCGGCGACAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGG 
CAACACACATGCTACAATGGCCGATACAGAGGGAAGCGAAGGCGCGAGTTGGAGCGGATCCCAAAAAGTC 
GGTCCCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCAAATCAGC 
TAAGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTTGGGTGCACCC 
GAAGCCGGAGGCTGAACCCTTAGGGGACAGATCCGTCGAAGGTGTGTCTGGTAAGGAGGGTGAAGTCGTA 
ACA 


>gi|265678728|ref|NR_029033.1| Spirochaeta bajacaliforniensis strain BA-2 16S ribosomal RNA, complete 
sequence 


GGCTCAGAACGAACGCTGGCGGCGCGTTTTAAGCATGCAAGTCGAGGGGTAGAAAGTCTTCGGACTTTTG 
AGACCGGCGAACGGGTGAGTAACACGTAGATAATCTGTCTTGGGATGGGGGATAGCCCATGGAAACATGG 
GGTAATACCGCATAAGCTCTTTTATTCATAAGAGTGATAGAGGAAAGGCGCTTAGGCGTCGACCTAAGAG 
GAGTCTGCGGTCCATTATGTTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGGATAGCCGGCCTGA 
GAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTT 
CCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCCGAAAGGTTGTAAAGTTCTT 
TTCTTGGAGAGGAATAAGCCTATCAGGAAATGGATGGGTGATGACGTTAACCGAGGAAAAAGCCCCGGCT 
AATTACGTGCCAGCAGCCGCGGTAACACGTAAGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGC 
GCGTAGGCGGTATGGCAAGTCAGGTGTGAAAGGCTCCAGCTCAACTGGAGAAACGCGCTTGAAACTGCTG 
TACTAGAGTTTAGGAGGGGAAGCTGGAATTCCTAGTGTAGGGGTGAAATCTGTAGATATTAGGAAGAACA 
CCGGTGGCGAAGGCGAGCTTCTGGCCATAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCACTGGGTGTCGGCCCGTTGGGGTCGGTGCCGAAG 
CAAACGCGATAAGTGCACCGCCTGGGGAGTATGCTCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGAAACCTTACCAGGGCTTGACATATGG 
TGGACGGTGGTAGAGATACCGCTTCCCTTCGGGGCCGCTATACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGCTGTGAAGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCTATCTGTTGCCATCATTAAGTTGG 
GGACTCAGATGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTA 
TGTCCTGGGCTACACACGTGCTACAATGAACGGTACAGAGCGTCGCGAGACCGCGAGGTCAAGCAAATCG 
CAAAAAGCCGTTCTCAGTACAGATTGGAGTCTGAAACCCGACTCCATGAAGGTGGAATCGCTAGTAATCG 
CGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGG 
GGGTACCCGAAGTCGCTAGTCTAACCGGTAACGGAGGACGGTGCCGAAGGTATGCCTAGTAAGGGGGGTG 
AAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|265678727|ref|NR_029032.1| Vibrio ponticus strain 69 16S ribosomal RNA, partial sequence 
TTGATTATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGACAACATT 
GAACCTTCGGGGGATTTGTTGGGCGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCCTGATG 
TGGGGGATAACCATTGGAAACGATGGCTAATACCGCATGATGCCTACGGGCCAAAGAGGGGGACCTTCGG 
GCCTCTCGCGTCAGGATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGA 
TCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTC 
GGGTTGTAAAGTACTTTCAGTAGGGAGGAAGGTTCATGCGTTAATAGCGTATGGATTTGACGTTACCTAC 
AGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATT 
ACTGGGCGTAAAGCGCATGCAGGTGGTTAGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATT 
GCATTTGAAACTGGCTGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTA 
GAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCT 
TGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC 
AAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTACTCTTGACATCCATAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTATGAGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTT 
GTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGA 
CGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCTGCCA 
ACCAGCGATGGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATG 
AAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGGGAGTGGGC TGCAAAAGAAGTGGGTAGTTTAACCTTTCGGGGAGGACGCTCACCAC 
TTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCGCTAGGGGAACCTGGCGCT 


>gi|265678726|ref|NR_029031.1| Marinomonas ushuaiensis strain U1 16S ribosomal RNA, partial sequence 
TTGAGTTTTTGACCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGA 
TGTAGCTTGCTACAGGCGTCGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTAGTAGAGGGGGA 
CAACATGTGGAAACGCATGCTAATACCGCATACGCCCTGAGGGGGAAAGGAGGGGATCACTTGTGACCTT 
CCGCTATTAGATGAGCCTGCGTGAGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTCT 
AACTGGTCTGAGAGGATGACCAGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTT 
GTAAAGCACTTTCAGGGGTGAGGAAGGGTTGCTGGTTAATACCCAGTAACTTTGACGTTAGCCCCAGAAG 
AAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCGCCGTAGGTGGTTTGTTAAGTCTGATGTGAAATCCCAGGGCTCAACCTTGGAATGGCAT 
CGGATACTGGCATGCTAGAGTACGGTAGAGGGGTGTGGAATTTCCTGTGTGCGGGAAATGCGTAGATATA 
GGAAGGAACATCAGTGGCGAAGGCGACACCCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGTTGTAATGACT 
TAGTGGCGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTC 
TTGACATCCACAGAACTTGGAAGAGATTCCTTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTATTTGCCA 
GCGGGTCATGCCGGGAACTTTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGT 
CATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGGGCTGCAAGCTAGCGA 
TAGTGAGCGAATCCCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTTGATTGCTCCAGAAGTAGCTAGCTTAACCCTTCGGGGATGGCGGTTACCACGGAGTGGT 
CAATGACTGGGGTGAAGTCGTAACAG 


>gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis strain QH3A7 16S ribosomal RNA, complete sequence 
TTGATGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGA 


TCTGAAGCTTGCTTTGGTTTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTCACTTC 
GGGATAACCATTGGAAACGGTGGCTAATACTGGATATGACACATGGCCGCATGGTCTGTGTGTGGAAAGA 
ATTTTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACG 
GGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGG 
GTTGTAAACCCCTTTCAGTAGGGAACAAGGCCATGATTATTGTTGTGGTTGAGGGTACTTGCAGAAGAAG 
CGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAACCCGATGCTTAACATCGGGCTTGCGGTGGG 
TACGGGCAGGCTAGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAG 
GAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGATTGTTCCACGAT 
TCCTGTACCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAG 
GCTTGACATACACCGGAACTGCTCAGAGATGGGTAGGTCTTCGGACTGGTGTACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCCATGTTGCCAG 
CACGTTATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATC 
ATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACCGTGAG 
GTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAG 
TCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAA 
GTCACGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCACTTGTGGGGGGAGTCGTCGAAGGTGGGAC 
TGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|265678724|ref|NR_029029.1| Halomonas organivorans strain G-16.1 16S ribosomal RNA, partial sequence 
TTAGAGTTTTATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGA 
TGGAAGCTTGCTTCCAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGG 
GATAACTTGGGGAAACCCAAGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTT 
GCGCTATCGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCCGCGATCCGT 
AGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTT 
GTAAAGCACTTTCAGTGAGGAAGAACGCTTGTGGGTTAATACCCTGCAAGGAAGACATCACTCACAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCGCGTAGGCGGCTTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATC 
CGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGAT 
CGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGGTCCTCGAGA 
CCTTTGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTA 
CTCTTGACATCGAGCGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACGCTCAGACAGGTGCTGCATG 
GCCGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTG 
CCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAG 
GTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTGGCAATACCGC 
GAGGTGGAGCTAATCTCATAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCG 
GAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACTTCGGAGGGCGATCACCACGGTGTGGTTC 
AT 


>gi|265678723|ref|NR_029028.1| Marinobacter sediminum strain R65 16S ribosomal RNA, partial sequence 
GGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGGGGTAGCTTGCTACC 
CGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAAACTGCCCAGTAGTGGGGGATAGCCCGGGGAAA 
CCCGGATTAATACCGCATACGTCCTTCGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGTG 
CCTATGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGG 
ATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGGGAAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAG 
TGAGGAGGAAAAGTTAGTCCTTAATACGGGCTAGCCTTGACGTTACTCACAGAAGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGT 
AGGTGGTTTGATAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTGTCAGGCT 
AGAGTGTGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAG 
TGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGGATCTTGAATCCTTAGTGGCGCAGC 
TAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATGCAGA 
GAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCCGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTAGTTGCTAGCAGTTCGGCTG 
AGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTT 
ACGGCCAGGGCTACACACGTGCTACAATGGTGCGCACAGAGGGC TGCAAACCCGCGAGGGGGAGCTAATC 
TCACAAAACGCATCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATC 
GTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGG 
ATTGCACCAGAAGTGGTTAGTCTAACCTTCGGGAGGACGATCACCACGGTGTGGTTCATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATAC 


>gi|265678722|ref|NR_029027.1| Arthrobacter kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 
TGAGTTTTTGACCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACCCC 
CAGCTTGCTGGGGTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATA 


AGCCCGGGAAACTGGGTCTAATACTGGATATGCACCGTGGACCGCATGGTCCTTGGTGGAAAGATTTTTT 
GGTCAGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAG 
CCGGCCTGAGAGGGGGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGT 
AAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGT 
TTGTCGCGTCTGCCGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGA 
TGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAA 
GGCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGGTTAGATACCCTG 
GTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACG 
CATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCAGACC 
GCCGTGGAAACACGGTTTCCCCTTTGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTCAAGGCGGGGA 
CTCATAGGAGACTGCCGGGGTCAACTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGT 
CTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAA 
AAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTA 
ACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTA 
AGTCGTAACAGG 


>gi|265678721|ref|NR_029026.1| Arthrobacter gangotriensis strain Lz1lY 16S ribosomal RNA, partial sequence 
TGGCGGCGTGGGCTTAACACATGCAAGTCGAACGATGACTTTCGTGCTTGCACAGATGATTAGTGGCGAA 
CGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCTTGGGAAACTGGGTCTAATACTGG 
ATATGCACCGTGACCCGCATGGTTTTTTGGTGAAAGATTTATTGGTCAAGGATGGACTCGCGGCCTATCA 
GCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGA 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTATCGTGAAAGTCCGAG 
GCTCAACTTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGC 
TGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCAC 
TAGATGTGGGGGACATTCCACGTTTTCCGCGTCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCTAGATCGCCGTAGAAATACGGTTTCCCCTTTGG 
GGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGC 
CGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCT 
TGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAAGGG 


>gi|265678720|ref|NR_029025.1| Streptococcus halichoeri strain M512/02/1 16S ribosomal RNA, partial 
sequence 
TGGCGGCGTGCCTAATACATGCAAGTAGAACGCTTTGGACTGGTGCTTGCACTAGTTCAAGGAGTTGCGA 
ACGGGTGAGTAACGCGTAGGTAACCTACCTGATAGCGGGGGATAACTATTGGAAACGATAGCTAATACCG 
CATAATAGAGTAAGACACATGTTTAACTCTTAAAAGGGGCAACAGCTCCACTATGAGATGGACCTGCGTT 
GTATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGAACGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACG 
CAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGAGAAG 
AATGTAATGGGAGTTGAAAATCCATTACGTGACGGTAACTAACCAGAAAGGGACGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTT 
TTTTAAGTCTGAAGTTAAAGAGTATGGCTTAACCATTGTATGCTTTGGAAACTGGAGAACTTGAGTGCAG 
AAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAG 
CGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCCTTTCCGGGGCTTAGTGCCGGAGCTAACGCAT 
TAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTCTGACCGGC 
CTAGAGATAGGCTTTCCCTTTTGGGCAGAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTAAGTTGGGCACTCTA 
GCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGG 
GCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTGAAAGC 
CAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAG 
CACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCC 
GAAGTCGGTGAGGTAACCGTTTAGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACC 


>gi|265678719|ref|NR_029024.1| Hydrogenophaga defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 
TAGAGTTTGATYMTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGG 
CCGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACG 
CAGCGAAAGCTGCGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGACCGTAAGGCCTCGCGCGAT 


TGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCAACGATCTGTAGCTGGT 
CTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACT 
GCTTTTGTACGGAACGAAACGGCTCTGGTTAATACCTGGGGCTAATGACGGTACCGTAAGAATAAGCACC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGCTTGTGACT 
GCAAAGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGG 
AACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTCTTCTGACTCAGTA 
ACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGAC 
ATGTACGGAACTTACCAGAGATGGTTTGGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGA 
AAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTA 
ATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAG 
CGGGTCTCGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCGGGGTTCGTGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica strain BSB 41.8 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGG 
CCGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACG 
CAGCGAAAGCTGCGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGACCGTAAGGCCTCGCGCGAT 
TGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCAACGATCTGTAGCTGGT 
CTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACT 
GCTTTTGTACGGAACGAAACGGCTCTGGTTAATACCTGGGGCTAATGACGGTACCGTAAGAATAAGCACC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGCTTGTGACT 
GCAAAGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGG 
AACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTCTTCTGACTCAGTA 
ACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGAC 
ATGTACGGAACTTACCAGAGATGGTTTGGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGA 
AAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTATAGGTGGGGC TACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCCA 
ATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAG 
CGGGTCTCGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCGGGGTTCGTGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCYTTTCTG 


>gi|265678717|ref|NR_029022.1| Bacillus indicus strain Sd/3 16S ribosomal RNA, partial sequence 
TTGAGTTTTTGATCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCTCT 
TCGGAGGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGA 
AACCGGAGCTAATACCGGATACTATGTCAAACCGCATGGTTTGACATTCAAAGACGGTTTCGGCTGTCAC 
TTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGCGTAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAA 
AACTCTGTTGTCAGGGAAGAACAAGTGCCGGAGTAACTGCCGGCGCCTTGACGGTACCTGACCAGAAAGC 
CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGT 
AAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAA 
ACTGGGAAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGG 
AGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTT 
TAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCCAACGCGAAGAACCTTACCAGGT 
CTTGACATCCTTTGCCACTTCTAGAGATAGAAGGTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTG 
CCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAA 
TCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCGAGACCGCG 
AGGTTTAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCACGAGAGTTTGCAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCTAAGGTGGGGTA 
GATGATTGGGGTGAAGTCGTAACAAGGTAGGCCGT 


>gi|265678716|ref|NR_029021.1| Loktanella vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 
TTAGAGTTTTATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGACCTT 
CGGGTCTAGCGGCGGACGGGTTAGTAACGCGTGGGAATATGCCCTTCACTACGGAATAGCCTCGGGAAAC 
TGGGAGTAATACCGTATACGCCCTTTGGGGGAAAGATTTATCGGTGAAGGATTAGCCCGCGTCTGATTAG 
ATAGTTGGTGGGGTAATGGCCTACCAAGTCTACGATCAGTAGCTGGTTTGAGAGGATGATCAGCAACACT 


GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCT 
GATCTAGCCATGCCGCGTGAGTGACGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGAGATGATAATGA 
CAGTATCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTT 
GTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTGGAAAGTATGGGGTGAAATCCCAGGGCTCAA 
CCCTGGAACTGCCTTGTAAACTCCCAGTCTAGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGT 
GAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGT 
GCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGACG 
TCGGGGGGCTTGCCCTTCGGTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAACCCTTGACATCCTCTGACCGCCTGGGAGACCAGGTTTTCTCGTAAGAGACAGAGTG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACC 
CACATCTTTAGTTGCCATCATTCAGTTGGGCACTCTAGAGAAACTGCCCGTGATAAGCGGGAGGAAGGTG 
TGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCATCTACAATGG 
GTTAATCTCCAAAAGATGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTA 
GTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGGTTTACCCGAAGGCCGTGCGCCAACCAGCAATGGGGGCAGCGGACCACGGTGAGCTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTANGGGAACCTGCGGTGATCCC 


>gi|265678715|ref|NR_029020.1| Thermosipho atlanticus strain DV1140 16S ribosomal RNA, partial sequence 
GCCTAACACATGCAAGTCGAGCGAAGCTGCTAGACAGATCCCTTCGGGGTGACGTCTAGTAGACTGAGCG 
GCGGACGGGTGAGTAACGCGTAGGTGACCTACCCCTCAGAGGGGGATAACTGGGGGAAACTCCAGCTAAT 
ACCCCATACGTTCCGTACTGTAAGTGGTACGGGAAGAAAGGGAGCAACTGCGTCCGCTGAGGGAGGGGCC 
TGCGTCCCATCAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGGTCTGAGAGGAT 
GGCCGGCCACAAGGGCACTGAGACACGGGCCCTACTCCTACGGGAGGCAGCAGTGGGGGATTTTGGACAA 
TGGGCGAAAGCCTGATCCAGCGACGCCGCGTGCGGGAAGAAGCCCTTCGGGGTGTAAACCGCTGTGGTGG 
GAGACGAATAAGCCGAGGAGTGGAAAGCCTCGGTGATGACGGTATCCCACTAGAAAGCCCCGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTACCCGGATTTACTGGGCGTAAAGGGGGCGTA 
GGCGGCCGTGTAAGTCCGGTGTGAAATGCCACGGCTCAACCGTGGAACTGCGCTGGAAACTACACGGCTT 
GAGGACGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCCGTAGATATCAGCAGGAACGCCGGT 
GGGGAAGCCGGTCTCCTGGGCCGTTCCTGACGCTGAGGCCCGAAAGCTAGGGGAGCAAACCGGATTAGAT 
ACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGAATAATTCCTCCGTGCTGTAGCTAA 
CGCGTTAAGTGGGCCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGACCCCGCA 
CAAGCGGTGGAGCGTGTGGTTTAATTGGACGCTATGCCAAGAACCTTACCAGGGCTTGACATGCTGGTGG 
TACTGACCCGAAAGGGGAGGGACCCGCGTCGTAAGACGTGGGAGCCAGCACAGGTGGTGCACGGTCGTCG 
TCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGG 
TTCGGCCGGGCACTCTAAGGGGACTGCCGGCGACGAGCCGGAGGAAGGAGGGGATGACGTCAGATACTCG 
TGCCCCTTATGCCCTGGGCGACACACGCGCTACAATGGGTGGGACAGCGGGTTGCGACCCAGCGATGGGG 
AGCTAATCCCTTAAACCCACCCCCAGTTCGGATTGCAGGCTGAAACCCGCCTGCATGAAGCCGGAATCGC 
TAGTAATCGCGGATCAGCCACGCCGCGGTGAATACGTTCCCGGGGTTTGTACACACCGCCCGTCACGCCA 
CCCGAGTTGGCAGCGCCCGAAGATGGGTATTCCAACCCGAAAGGGAGGAAACCTATTGAGGGCGAGGCTG 
GCGAGGGGGGCGAAGTCGTAACAAGGTAGGTGTACCGGAAG 


>gi|265678714|ref|NR_029019.1| Pseudonocardia antarctica strain DVS 5al 16S ribosomal RNA, partial 
sequence 
ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTTCGGGGGTACACGAGCGGC 
GAACGGGTGAGTAACACGTGGGTGACCTGCCCTCCACTCTGGGATAAGCCCGGGAAACTGGGTCTAATAC 
CGGATAGGACCACTGATCGCATGGTTGGTGGTGGAAAGTTTTTTCGGTGGGGGATGGGCCCGCGGCCTAT 
CAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAG 
CCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGA 
GCAATTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAACACGAAGGGTG 
CGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGCGTCGGCCGTGAAAACTGG 
GGCTTAACTCTGAGCGTGCGGCGATACGGGCATCACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGC 
TAGGTGTGGGGACCATTCCACGGTTTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACCAGACATCCCTAGAGATAGGGCTTCCCTTGTGG 
TTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTC 
ATACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGTGAGTCTCAGTTCGGATCGGGGTCT 
GCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCGGCGGCCCAACCCTTGT 
GGAGGGAGCTGTCGAAGGTGGACTGGCGATTGGGACGA 


>gi|265678713|ref|NR_029018.1| Lactobacillus coryniformis subsp. torquens strain 30 16S ribosomal RNA, 
complete sequence 

TAAGAGTTTGATTATGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACTGAC 
GTCGACCGAAGCTGCTTGCAGTGGACGTTGATTGACGTGAGTGGCGGACGGGTGAGTAACACGTGGGTAA 
CCTACCCTTAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACCATTCAGACCACATGGT 
CTGAATGTAAAAGACGGCCTTTGGCTGTCACTTTTGGACGGACCCGCGGCGTATTAGTTAGTTGGTAAGG 
TAACGGCTTACCAAGACAATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACAC 


GGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGC 
CGCGTGAGTGAAGAAGGTTTTAGGATCGTAAAACTCTGTTGTTGGAGAAGAACAGGGACTAGAGTAACTG 
TTAGTCCTTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GTGGCAAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAA 
GCCTTCGGCTTAACCGAAGAAGTGCATTAGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTC 
CATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAA 
CTGACGCTGAGGCTCGAAAGTATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATACCGTAAACGA 
TGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGCCTGGGG 
AGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTGTAGAGATACAGCTTTCCC 
TTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTATGACTAGTTGCCAGCATTTAGTTGGGCACTCTAGTAAGACTGCCGGTGACA 
AACCGGAGGAAGGTGGGGATGACGTCAAATCAGCATGCCCCTTATGACCTGGGCTACACACGTGCTACAA 
TGGTCGGTACAACGAGTTGCGAACCCGCGAGGGTAAGCTAATCTCTTAAAGCCGATCTCAGTTCGGATTG 
TAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACC 
CTTTTAGGGAACTAGCCGCCTAAGGTGGGACAGATGAGTGGGGTGAAGTCG 


>gi|265678712|ref|NR_029017.1| Corynebacterium caspium strain M/106/00/5 16S ribosomal RNA, partial 
sequence 
CCCCAGCTTGCTGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTTGG 
GATAAGCCTGGGAAACTGGGTCTAATACCGAATATGACCATAGTTTAGATACTGTGGTGGAAAGCTTTTG 
CGGTACAGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTA 
GCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTG 
TAAACCTCTTTCGCTAGGGACGAAGCAGTTAAGTTTTCTTTTCTGTGACGGTACCTGGATAAGAAGCACC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGCGTAAA 
GAGCTCGTAGGTGGTTTGTCACGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACG 
GGCATAACTTGAGTACTGTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAG 
GAACACCAATGGCGAAGGCAGGTTACTGGGCAGTTACTGACACTGAGGAGCGAAAGCATGGGTAGCGAAC 
AGGATTAGATACCCTGGTGATCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGGGACTTCCACGTTTCTC 
GTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTT 
GACATACACCGGATCGGGCCAGAGATGGTCTTTCCCTTTTGGGCTGGTGTACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCTTATGTTGCCAGCA 
CGTAATGGTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAATAGGTTGCGATACTGTAAAGT 
GGAGCTAATCCTTTTAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGT 
CGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACG 
TCANGAAAGTTGGTAACACCC 


>gi|265678711|ref|NR_029016.1| Geobacillus debilis strain Tf 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGGGCGGAGCCCGA 
GGGGAGCTTGCTCCTTTTCGGGCTCAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCGTAAGAC 
CGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACACCGGGGGCCGCATGGCTTCCGGTTGAAAGG 
CGGCCTTTGGCTGCCACTTACGGATGGGCCCGCGGCGCATTAGCTAGTTGGCGGGGTAACGGCCCACCAA 
GGCGACGATGCGTAGCCGGCCTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAGGA 
AGGCCTTCGGGTCGTAAAGCTCTGTTGTCAGGGAAGAAGGCGCGCCGTTCGAATAGGGCGGCGCGGTGAC 
GGTACCTGACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCAAGCGTTG 
TCCGGAATTACTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAATTCCGCGGCTCAAC 
CGCGGGTGTGCATTGGAAACTGGGGGACTTGAGTGCGGAAGAGGGGAGCGGAATTCCCGGTGTAGCGGTG 
AAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCCGCAACTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGT 
TAGAGGGGATTGACCCTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAG 
GCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGGTCTGGAGACAGGCCTTTCCCTTATGGGACAGCG 
GTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCCTGTCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGAGACTGCCGGCTAGAAGTCGGAGGAAG 
GTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAA 
AGGGCAGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACT 
CGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTT 
GTACACACCGCCCGTCACACCACGAGAGTCTGCAACACCCCGAAGTCGGTGAGGTAACCCGAAAGGGAGC 
CAGCCGACCGAAGGTGGGGCATATGATTGGGGGTGAAGTCCTAACAAGGTAACCA 


>gi|265678710|ref|NR_029015.1| Streptococcus devriesei strain CCUG 47156 16S ribosomal RNA, partial 
sequence 

TGGCGGCGTGCCTAATACATGCAAGTGGAACGCAGTTGATTCACCGGAGCTTGCTCCATCGAATTAACTG 
AGTCGCGAACGGGTGAGTAACGCGTAGGTAACCTGTCTTTTAGCGGGGGATAACTATTGGAAACGATAGC 
TAATACCGCATAAGAGTGACTAACACATGTTAGTGATTTAAAAGATACAACTGTATCACTAAGAGATGGA 
CCTGCGTTGTATTAGCTAGTTGGTAGGGTAGAGGCCTACCAAGGCGACGATACATAGCCGACCTGAGAGG 
GTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGC 
AATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGT 


CAGAGACGAACGTATGTGAGAGTGGAAAGTTCACATAGTGACGGTAACTGACCAGAAAGGGACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCG 
CAGGCGGTTGTATAAGTCAGAAGTAAAAGGCAGTGGCTCAACCATTGTGTGCTTTTGAAACTGTATGACT 
TGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGG 
TGGCGAAAGCGGCTCTCTGGTCTGTGACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGCTGAGTGCTAGGTGTTAGGCCCTTTCCGGGGCTTAGTGCCGGAG 
CTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCA 
GTGCTATTCTTAGAGATAAGAAGTTACTTCGGTACACTGGAGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTAAGTTG 
GGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 
ATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATC 
TCTGAAAGCCGATCTCAGTTCGGATTGGAGGCTGCAACTCGCCTCCATGAAGTCGGAATCGCTAGTAATC 
GCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTT 
GTAACACCCGAAGTCGGTGAGGTAACCTTTTAAGGGGGC 


>gi|265678709|ref|NR_029014.1| Lactobacillus rossiae strain CS1 16S ribosomal RNA, partial sequence 
TGACGAGACATTGAAGTGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTAAAGTGGGGGATA 
ACATTTGGAAACAGATGCTAATACCGCATAACAACGAAAACCACATGGTTTTCGCTTGAAAGATGGTTTC 
AGCTATCACTTTAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAATGA 
TGCATAGCCGAGCTGAGAGGCTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTC 
GGCTCGTAAAACTCTGTTGTTAAAGAAGAACGTATCTGAGAGTAACTGTTCAGATAGTGACGGTATTTAA 
CCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTT 
ATTGGGCGTAAAGGGAGTGCAGGCGGTTATTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGG 
GCATCGGAAACTGGATAACTTGAGTGCAGAAGAGGGTAGTGGAACTCCATGTGTAGCGGTGGAATGCGTA 
GATATATGGAAGAACACCAGTGGCGAAGGCGGCTACCTAGTCTGTAACTGACGCTGAGGCTCGAAAGCAT 
GGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATACTAGGTGTTAGGGGGTT 
TCCGCCCCTTAGTGCCGCAGCTAACGCAATAAGTATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACT 
CAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCT 
TACCAGGGCTTGACATCTTCTGCTAATCCGAGAGATCGGACGTTCCCTTCGGGGACGGAAAGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGAT 
TAGTTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGAC 
GTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGAA 
GTCGCGAGGCCAAGCAAATCTCTTAAAGCCATTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGA 
AGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGC 
CCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGT 


>gi|265678708|ref|NR_029013.1| Reinekea marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCT 
AGAAGATGACGAGCGGCGGACGGGTGAGTAACGCGTAGGAACTTACCCAGTAGTTGGGGATAGCCCGGAG 
AAATCCGGATTAATACCGAATAATCTCTACGGAGGAAAGGGGGCTTCGGCTCTCGCTACTGGATGGGCCT 
GCGTTGGATTAGCTAGTTGGTGTGGTAAAGGCGCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGGAAGCCTGATCCAGCCATACCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAATGA 
GGAGGAAAGGTTATTGGTTAATACCCAATAGCTGTGACGTTACTCATAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGG 
CGGCTTGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACAAGCTGGA 
GTACAGCAGAGGCAAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACACCAGTGG 
CGAAGGCGACTTGCTGGGCTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCTATTAGCCGTTGGGTCTGTTACGGACTTGGTGGCGAAGCTAA 
CGCGATAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGAAATCCTGTGAA 
GTCTGTAGAGATACGGATGTGCCTTCGGGAACACAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTAGTTGCCAGCGAGTAATGTCGGG 
GACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GAGTAGGGCTACACACGTGCTACAATGGCGCATACAGACGGTGGCGAAGCAGCGATGTGGAGCTAATCTG 
AGAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGT 
GAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGAT 
TGCACCAGAAGTGGGTAGCTTAAAATTGGGCGCTCACCACGGTGTGGTTAATGACTGGGGTGAAGTCGTA 
ACAAGGTAACCCTAGGGGAACTGGGGCTGGAT 


>gi|265678707|ref|NR_029012.1| Photorhabdus luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, 
complete sequence 

CCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAAAATGCTTGC 
ATTTTTGCTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGAGGGCGGGGGATAACCACT 
GGAAACGGTGGCTAATACCGCATAATGTCGCAAGACCAAAGTGGGGGACCTGAAAGGGCCTCACGCCCGC 
GGATGAACCCAGATGGGATTAGCTGGTAGGTAGGGTAATGGCCTACCTAGGCGACGATCCCTAGCTGGTC 
TGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTA 
CTTTCAGCGGGGAGGAAGGATATCGCTTGAACAGAGCGGTATGTTGACGTTACCCGCAGAAGAAGCACCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAG 


CGCACGCAGGCGGTCAATTAAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAACGGCATCTAAGACTG 
GTTGGCTAGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGA 
ATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCGGTAAACGATGTCGATTTGGAGGTTGTTCCCTAAGAGGAGTGGCT 
TCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGA 
CATCCTCAGAATTTGCTGGAGACAGCGAAGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCAC 
GTAATGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGGATACAAAGTGAAGCGACCTCGCGAGAGC 
AAGCGGAACACATAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCG 
CTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTGGGTTGCAAAAGAAGTCGGTAGCTTAACCGTTTGGAGGGCGCTGACCACTTTGTGATTCATGA 
CTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTG 


>gi|265678706|ref|NR_029011.1| Photorhabdus luminescens subsp. kayaii strain 1121 16S ribosomal RNA, 
complete sequence 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAAAGTGCTTGC 
GCTTTTGCTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGAGGGCGGGGGATAACCACT 
GGAAACGGTGGCTAATACCGCATAATGTCGCGAGACCAAAGTGGGGGACCTGAAAGGGCCTCACGCCATC 
GGATGAACCCAGATGGGATTAGCTAGTAGGTAGGGTAACGGCCTACCTAGGCGACGATCTCTAGCTGGTC 
TGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTA 
CTTTCAGCGGGGAGGAAGGAATTGGCTTGAAGAGAGTTAATTTTTGACGTTACCCGCAGAAGAAGCACCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAG 
CGCACGCAGGCGGTGAATTAAGTTAGATGTGAAATCCCCGGGCTCAACCTGGGAATGGCATCTAAGACTG 
GTTGACTGGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGA 
ATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGCGGTCTTGANCTGTGGCTT 
CCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGAC 
ATCCTCAGAATTTGCTGGAGACAGCGAAGTGCCTTCGGGACCTGAGAGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGCG 
TGAAGGCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCA 
TGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGGATACAAAGTGAAGCGACCTCGCGAGAGCA 
AGCGGAACACACAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGC 
TAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTGCAAAAGAAGTCGGTAGCTTAACCGAAAGGGGGGCGCTGACCACTTTGTGGTTCATGAC 
TGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTG 


>gi|265678705|ref|NR_029010.1| Flavobacterium micromati strain R-9192 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATAGGTAGCTTGCTTTTTAGAGACCGG 
CGCACGGGTGCGTAACGCGTATGCAATCTACCTTTCACAGAGGGATAGCCCAGAGAAATTTGGATTAATA 
CCTCATAGTATAACATGGCCGCATGGTCGAGTTATTAAAGTCACAACGGTGAAAGATGAGCATGCGTCCC 
ATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACTACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCC 
ACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCA 
ACTCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTATACGAGAAGA 
AACACTCCTTCGTGAAGGAGCTTGACGGTATCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTTTAGTAAG 
TCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGCTAGACTTGAATTATTAGGAAG 
TAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTT 
ACTACTAATATATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGGATACTAGCTGTTGGGCGCAAGTTCAGTGGCTAAGCGAAAGTGATAAGTATCCCAC 
CTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAAATGTAGATTGACCGGTTTGGAAACAGA 
CTTTTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAG 
TCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCAAGTCGGGAACTCTAACAAGACTGCCA 
GTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTG 
CTACAATGGCCGGTACAGAGAGCAGCCACTGGGCGACCAGGAGCGAATCTACAAAACCGGTCACAGTTCG 
GATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGAC 
CGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGT 
GCGGCTGATC 


>gi|265678704|ref|NR_029009.1| Flavobacterium degerlachei strain R-9106 16S ribosomal RNA, partial 
sequence 

TGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAGGAGAAGCTTGCTTTTCTGAGACCGGCG 
CACGGGTGCGTAACGCGTATGCAATCTACCTTTCACAAAGGGATAGCCCAGAGAAATTTGGATTAATACC 
TTATAGTAATACGCCTTGGCATCAAGATGTATTTAAAGATTTATCGGTGAAAGATGAGCATGCGTCCCAT 
TAGCTAGTTGGTATGGTAACGGCATACCAAGGCTACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCAC 
ACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAG 
CCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTATACAGGAAGAAA 
CACCTCTACGTGTAGAGACTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCG 


GTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTCAGATAAGTC 
AGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGTCTGACTTGAATTATTAGGAAGTA 
ACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTAC 
TACTAATATATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGGATACTAGCTGTTGGGAGCAATCTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCT 
GGGGAGTACGAACGCAAGTTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGATTGACCGGTTTGGAAACAGATCT 
TTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCC 
TATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACGAGACTGCCAGTG 
CAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTA 
CAATGGCCGGTACAGAGAGCAGCCACTGGGTGACCAGGAGCGAATCTATAAAACCGGTCACAGTTCGGAT 
CGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACCGC 
AAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCG 
GTGAT 


>gi|265678703|ref|NR_029008.1| Pseudonocardia benzenivorans strain B5 16S ribosomal RNA, partial sequence 
TAGAGTTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGC 
CTTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTCCACTCTGGGATAAGC 
CTGGGAAACTGGGTCTAATACCGGATATGACCACGGATCGCATGGTGTGTGGTGGAAAGTTTTTTCGGTG 
GGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGG 
CCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCGCCAGGGACGAAGCGTGAGTGACGGTACCTGGATAAGAAGCACCGGCCAACTACGTGCCAGCA 
GCCGCGGTAACACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGT 
CGCGTCGGTCCGTGAAAACCTGCAGCTTAACTGTGGGCTTGCGGTCGATACGGGCATGACTGGAGTTCGG 
CAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG 
CGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGCCATTCCACGGTCTCTGTGCCGCAGCTAACGCA 
TTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACCAGACATC 
CCTAGAGATAGGGCTTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCA 
TGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGCAGGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAG 
CTTGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACAC 
CCGAAGCCGACGGCCTAACCCCTTGTGGGAGGGAGTTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTC 
GTAACAAGGTAGCCGTACCGGAAG 


>gi|265678702|ref|NR_029007.1| Corynebacterium ciconiae strain BS13 16S ribosomal RNA, partial sequence 
CCGGAAAGGCCCCAGCTTGCTGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTT 
GAACTCTGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATAGGACCATCGTTTAGTGTCGGTGGTGGA 
AAGATTTTTTTGGTTCAAGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCG 
TCGACGGGTAGCCGGCCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGNCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGG 
CCTTCGGGTTGTAAACTCCTTTCGGTACCGACGAAGCCTTTTGGTGACGGTAGGTATAGAAGAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAG 
AGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATCCCGGGGCTTAACTTCGGGCGTGCAGGCGATACGG 
GCATTACTTGAGTGCTGTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG 
AACACCGATGGCGAAGGCAGGTTACTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACA 
GGATTAGATACCCTGGTAGTCCATGCTGTAAACGGTGGGCGCTAGGTGTGGGGACTTTTCATGGTTTCTG 
TGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTG 
ACATGGACAGGATCGGCGCAGAGATGTGTTTTCCTTTTTGGCTTGTTCACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACG 
TGATGGTGGGGACTCATGAGAGCATGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTTGATACAACGCGATGCGAGCCTGTGAGGGTG 
AGCGGATCGCTTGAAAGTCAGTCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTC 
ATGAAAGTTGATAACACCCGAAGCCCATGGCCCAAACCTTTTGTGGTGGGGAGTGGTCGAAGGTGGGATT 
GGCGA 


>gi|265678701|ref|NR_029006.1| Anoxybacillus contaminans strain R-16222 16S ribosomal RNA, partial 
sequence 

TTAGAGGTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAA 
AAGAAGCTTGCTTCGATTCGGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACGG 
GGATAACACCGAGAAATCGGTGCTAATACCGGATAACACGAAAKGYCGCATGGYCTTTCGTTGAAAGGCG 
GCGCAAGCTGTCGCTACAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGC 
GACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGG 
TCTTCGGATTGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGCAGTAACTGGCGGTACCTTGACGGTA 
CCTAACGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCG 


GAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTG 
GAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAAT 
GCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGA 
GGGGTTACACCCTTTAGTGCTGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTG 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAGGTCTTGACATCCCTTGACAACCCAAGAGATTGGGCGTTCCCCTTCGGGGGACAAGGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGACCTTAGTTGCCAGCATTGAGTTGGGCACTCTAAGGTGACTGCCGATGACAAATCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGG 
TTGCAAACCCGCGAGGGGGAGCCAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCC 
TGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTGAGGTAACCCTTACGGGAGCCAGCC 
GCCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATC 
A 


>gi|265678700|ref|NR_029005.1| Enhydrobacter aerosaccus strain G 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGATGACTCTCTAGCTTGCTAGAGATGATTA 
GTGGCGGACGGGTGAGTAATATTTAGGAATCTGCCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTA 
ATACCGCATACGACCTACGGGTGAAAGGGGGCGCAAGMTCTTGCTATTAGATGAGCCTAAATCAGATTAG 
CTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCTGTAACTGGTCTGAGAGGATGATCAGTCACACC 
GGAACTGAGACACGGTCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGGGAGGAGAGGCT 
AATGGTTAATACCCATTAGATTAGACGTTACCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCG 
CGGTAATACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGTGGCTCATTAAG 
TCACATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATGTGATACTGGTGGTGCTAGAATATGTGAGAG 
GGAAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCT 
TCCTGGCATAATATTGACACTGAGATTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGTCTACTAGCCGTTGGGGTCCTTGAGACTTTAGTGGCGCAGTTAACGCGATAAGTA 
GACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATAGTGAGAATCTTTCAGAGA 
TGAGAGAGTGCCTTCGGGAATTCACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTATTTGCCAGCGGGTTAAGCCGGGAACTTTAAGGA 
TACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTA 
CACACGTGCTACAATGGTAGGTACAGAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCTAT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCTATTGCACCAGAAG 
TAGGTAGCCTAACGAAAGAGGGCGCTTACCACGGTGTGGTCGATGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTAGGGGAACC 


>gi|265678699|ref|NR_029004.1| Deinococcus indicus strain Wt/la 16S ribosomal RNA, partial sequence 
TGAGTTTGATCCTGGCTCAGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAGTCGAACGCAGTCTTCG 
GACCGTAGTGGCGCACGGGTGAGTAACACGTAACTGACCTACCCAGAAGTCACGAATAACGGTCCGAAAG 
AACCGCTAATACGTGATGTGCTGCTCCCTCGTGGTGCATCACTAAAGGTTGATCGCTTCGGGATGGGGTT 
GCGTTCCATCAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGACGGATAGCCGGCCTGAGAGGGTG 
GCCGGCCACAGGGGCACTGAGACACGGGTCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCACAAT 
GGGCGAAAGCCTGATGGAGCGACGCCGCGTGAGGGATGAAGGTTTTCGGATCGTAAACCTCTGAATCAGG 
GACGAAAGACGCCTTATGGGAGATGACGGTACCAGAGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCAAGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTAGGCCGAATGGTAAG 
TCTGGTTTTAAAGACTGGGGCTCAACCTCGGGGATGGACTGGATACTGGCATTCTTGACCTCTGGAGAGA 
TAACTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATACCAGGAGGAACACCAATGGCGAAGGCAGGTT 
CTTGGACAGAAGGTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCA 
CACCCTAAACGATGTACGTTGGCTAATCGCAGGATGCTGTGATTGGCGAAGCTAACGCGATAAACGTACC 
GCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATGCTAGGAACTTTTCAGAGATGAG 
AGGGTGCCCTTCGGGGAACCTAGACACAGGGGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCATTGAGTTGGGCACTCTAGAGGGACT 
GCCTATGAAAGTAGGAGGAAGGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGTCCTGGGCTACACAC 
GTGCTACAATGGGCAGGACAACGCGCAGCCAACTTGCGAGAGTGAGCGAATCGCTAAAACCTGTCCCCAG 
TTCAGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGCGGGTCAGCATACCGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTAAATTGCAGTTGAAACCGCC 
GGGAGCTTCACGGCAGGCGTCTAGGCTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGT 


>gi|265678698|ref|NR_029003.1| Mycobacterium chimaera strain FI-0169 16S ribosomal RNA, partial sequence 
TTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGT 
GGGCAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCTTTAGGCG 
CATGTCTTTAGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGA 
TGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGC 
GTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGGTTCGGGTTTTCTCGGATTG 
ACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGT 
TGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTA 
ACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGG 


TGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGG 
AGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGT 
GTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGT 
GTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAA 
GGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACA 
AAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAA 
CTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTGGGAGG 
GAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 


>gi|265678697|ref|NR_029002.1| Bacillus drentensis strain IDA1967 16S ribosomal RNA, partial sequence 
TGGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACACCGGGAAACC 
GGTGCTAATACCGGATAATCCTTTTCCTCTCATGAGGAAAAGCTGAAAGTCGGTTTCGGCTGACACTTAC 
AGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACC 
TGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
CTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCT 
CTGTTGTTAGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTTGACGGTACCTAACCAGAAAGCCACG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
CGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTG 
GGGGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGA 
ACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGT 
GCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGA 
CATCCTCTGACACTCCTAGAGATAGGACGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGC 
ATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATC 
ATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCAAGACCGCGAGGTT 
TAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCG 
CTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
CGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGGACAGATGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|265678696|ref|NR_029001.1| Ottowia thiooxydans strain K11 16S ribosomal RNA, partial sequence 
CAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGAATGCTTTACACATGCAAGTCGAGCGGCAGCGCG 
GGGTAACCTGGCGGCGAGCGGCGAACGGGTGAGTAATACATCGGAACGTGCCCAGATGTGGGGGATAGCC 
CGGCGAAAGCCGGATTAATACCGCATGTGATCTGTGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCATT 
TGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGGTAAAGGCTTACCAAGCCTACGATCTGTAGCTGGT 
CTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGGACAATGGGCGAAAGCCTGATCCAGCCATTCCGCGTGCAGGATGAAGGCCCTCGGGTTGTAAACT 
GCTTTTGTCAGGACGAAAGGTTTCCTCTAATACAGGGAGCTCATGACGGTACCTGAAGAATAAGCACCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GTGCGCAGGCGGTGATGTAAGACAGTTGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGTGACTGC 
ATCGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAA 
CACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCCTAAACAGTGTCAACTGGTTGTTGGGAATTTACTTTCTCAGTAAC 
GAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACAT 
GTACGGAATCCTTTAGAGATAGAGGAGTGC TCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGAAGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACATTT 
AGTTGAGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGG 
CCCTTATGGGTGGGGC TACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGC 
TAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAG 
TAATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGG 
AGCGGGTTCTGCCAGAAGTAGTTAGCTTTACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|265678695|ref|NR_029000.1| Arcicella aquatica strain NO-502 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGTGTAGCAATACATAGTGGCGCACGGGTG 
CGTAACACGTATGCAACCTACCTTATACTTAGGGATAGCCTTTGGAAACGGAGATTAATACCTAATAGMA 
CATTAGACTGGCATCRGTTRTATGTTAAAGATTTATTGGTATAAGATGGGCATGCGTCCAATTAGTTAGT 
TGGTGAGGTAACGGCTCACCAAGACGATGATTGGTAGGGGAACTGAGAGGTTAATCCCCCACACTGGCAC 
TGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGAGGCAACTCTGACCC 
AGCCATGCCGCGTGCAGGATGAAGGCGTTATGCGTTGTAAACTGCTTTTATATAGGAAGAAACAGACCTT 
GCGAGGTAAATTGACGGTACTATATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGG 
AGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTTATTAAGTCAGTGGTGAA 
AGACGGTCGCTCAACGATTGCAGTGCCATTGATACTGGTAGACTTGAGTATGATTGAGGTAGCTGGAATG 
GATAGTGTAGCGGTGAAATGCATAGATATTATCCAGAACACCAATTGCGTAGGCAAGTTACTAAGTCATA 
ACTGACGCTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACG 
ATGATAACTAACTGTTGGCTTTCGGGTCAGTGGTACAGAGAAATCGTTAAGTTATCCACCTGGGGAGTAC 


GCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
ATGATACGCGAGGAACCTTACCTAGGCTAGAATGTGAAGGAATGTATCAGAAATGGTGCAGTCAGCAATG 
ACCTGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCCTGTTGTTAGTTGCCATCAGGTAATGCTGGGAACTCTAACAAGACTGCCTACGCAAGTAGA 
GAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCAACACACGTGCTACAATGGAC 
GGTACAGCAGGTCGCTATGTGGTAACACAATGCCAATCTTGAAAGCCGTTCTCAGTTCGGATTGGGGTCT 
GCAACTCGACCCTATGAAGCTGGAATCGCTAGTAATCGGATATCAGCTATGATCCGGTGAATACGTTCCC 
GGACCTTGTACACACCGCCCGTCAAGCCATGAAAGTCTGGTAGACCTAAAGCTGGTTTTCAAACGGCCAG 
TTAGGGTAGAACAGGTAATTGGGGCTAAGTCGTAACAAGGTAACCCGTACCGGAAGGTGT 


>gi|265678694|ref|NR_028999.1| Caminibacter profundus strain CR 16S ribosomal RNA, partial sequence 
CCTGGCTCAGAGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGGGGCAGCAGGAGGAAACTTCG 
GTTTCCTTGCTGGCGACCGGCGGACGGGTGAGTAACACGTAGCTACTTACCCCACAGTGGGGGATAACCC 
GGGGAAACTCGGGCTAATACCGCATATACCCGAGAGGGGAAAGGCCTTTAAGGTCGCTGTGGGATAGGGC 
TGCGGCGTATCAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGATGACGCGTAGCTGGTCTGAGAGGAT 
GATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAA 
TGGGCGAAAGCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGCCCTTCGGGGTGTAAACTCCTTTTGCAG 
GGGAAGAGCGAGACGGTACCCTGCGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGG 
GGGAGCGAGCGTTACTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCTTAGTAAGTTGGGAGTGAAA 
TCCCACGGCTCAACCGTGGAACTGCTTCCAAAACTGCTAAGCTAGAGTCCGGGAGGGGCCGAGGGAATTC 
CTGGTGTAGGGGTGAAATCCGTAGAGATCAGGAGGAATGCCGAAAGCGAAGGCGCTCGGCTGGAACGGAA 
CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA 
TGGCTACTAGTGGTTGGGGGGACAGTCCTTCAGTCACGCAGCTAACGCGATAAGTAGCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATAGACGGGGACCCGAACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGATACGCGAAGAACCTTACCTGGGCTTGACATCCCGAGAACTTCCCAGAGATGGGAGGGTGCCCC 
TTTTTAGGGGAGCTCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCTAACAGTTCGGCTGAGCACTCTAGGGGGACTGCCCG 
GGCAACCGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGCCCAGGGCGACACACGTGCT 
ACAATGGCGAGGACAAAGAGACGCAAACCCGCGAGGGGGAGCAAATCTCCAAACCTCGTCCCAGTTCGGA 
TTGCAGTCTGCAACTCGACTGCATGAAGGCGGAATCGCTAGTAATCGTGGATCAGCCATGCCACGGTGAA 
TACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTCGGGCTCACCCGAAGTCGGTATCCC 
TAAAGTAGGGGCCGCCTACGGTGGGTCCGGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAAC 
CTGCGGCTGGATCAC 


>gi|265678693|ref|NR_028998.1| Mycobacterium psychrotolerans strain WA101 16S ribosomal RNA, partial 
sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCC 
CTTCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCC 
TGGGAAACTGGGTCTAATACCGAATATGACCGCGCGTTTCATGGCGTGTGGTGGAAAGCTTTTGCGGTGT 
GGGATGGGCCCGCGGCCTATCAGCTTGTTGGGGGGGTAATGGCC TACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCCACACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGCAAGCCTGATGCAACCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTG 
TCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGC 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCAT 
TAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCG 
GCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGT 
GAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGG 
GCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAG 
CCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGCAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTC 
GTAACAAGGTA 


>gi|265678692|ref|NR_028997.1| Subdoligranulum variabile strain BI 114 16S ribosomal RNA, partial 
sequence 
TGCAAGTCGAACGGAGTTATTTCGGTTGAAGTTTTCGGATGGATACTGGTTTAACTTAGTGGCGAACGGG 
TGAGTAACGCGTGAGTAACCTGCCCTGGAGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAA 
GCCCACGATCCGGCATCGGATTGAGGGAAAAGGATTTATTCGCTTCAGGATGGACTCGCGTCCAATTAGC 
TAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATTGGTAGCCGGACTGAGAGGTTGAACGGCCACATTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTG 
ATGCAGCGACGCCGCGTGGAGGAAGAAGGTTTTCGGATTGTAAACTCCTGTCGTTAGGGACGAATCTTGA 
CGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGTGCAAGCGTT 
GTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCAAGTTGGAAGTGAAATCTATGGGCTCAA 
CCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGTGGAATTCCCGGTGTAGCGGT 
GGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCAACTGACGCTGAGGC 
TCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGATTACTAGGTG 
TTGGAGGATTGACCCCTTCAGTGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGACCGCAAG 


GTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAGGTCTTGACATCCGATGCATAGTGCAGAGATGCATGAAGTCCTTCGGGACATCGAG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTATTGCCAGTTACTACGCAAGAGGACTCTGGCGAGACTGCCGTTGACAAAACGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCTTTATGACCTGGGCTACACACGTACTACAATGGCGTTTAACAAAGAGANG 
CAAGACCGCGAGGTGGAGCAAAACTCAAAAACAACGTCTCAGTTCAGATTGCAGGCTGCAACTCGCCTGC 
ATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGAGAGCCGGGGGGGACCCGAAGTCGGTAAGTAAGTCTAACCGCAAGGAGGACGC 
CGCCGAAGGTAAAACTGGTGATTGGGTG 


>gi|265678691|ref|NR_028996.1| Staphylococcus nepalensis strain CWl 16S ribosomal RNA, partial sequence 
CGTAWCAAGGKARCCCGYWAATACATGCAAGTCGAGCGAACAGATAAGGAGCTTGCTCCTTTGACGTTAG 
CGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGAATAACTCCGGGAAACCGGGGCTA 
ATGCCGGATAATATTTAGAACCGCATGGTTCTAAAGTGAAAGATGGTTTTGCTATCACTTATAGATGGAC 
CCGCGCCGTATTAGCTAGTTGGTGGGGTAATGGCTTACCAAGGCAACGATACGTAGCCGACCTGAGAGGG 
TGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCA 
ATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATT 
AGGGAAGAACAAATGTGTAAGTAACTGTGCACGTCTTGACGGTACCTAATCAGAAAGCCACGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTA 
GGCGGTYTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAAACT 
TGAGTGCAGAAGANGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAG 
TGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAG 
CTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAAC TCAAAGGAATTGACGGGGACC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTT 
TGACAACTCTAGAGATAGAGTCTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCAGCATTAAGT 
TGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCTAAACCGCGAGGTCATGCAAA 
TCSCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAA 
TCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACACGAGAGTC 
TGTACACCCGAAGCCGGTGGAGTAACCATTATGGAGCTAGCCGTCGAAGGTGGGACAATGATTGGGGTGA 


>gi|265678690|ref|NR_028995.1| Deferribacter abyssi strain JR 16S ribosomal RNA, partial sequence 
GAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCAGGGGGAAAGTCAGCTTCGGCTGGCGAGTACAC 
CGGCGGACGGGTGAGTAACGCGTGAGGAACCTGCCCCACAGACCGGGATAACCCATCGAAAGGTGGGCTA 
ATACTGGATAAGCGCACGCGACGGGTGTTGTGTGTGAAAAGGCAGGTCACAATTTTGTGGCTTGTGCTGT 
GGGATGGTCTCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGATGGGTAGCCGGC 
CTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCGCAATGCCGGAAACGGTGACGCAGCGACGCCGCGTGGGTGAGGAAGGCCTTCGGGTCGTAAAGC 
CCTTTCAGTGGGGAAGAAAGGCATAGGCAGTAACTGGTCTATGTTTGACGGTACCCACAGAAGAAGCCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGAGTCACTGGGCGTAAA 
GCGCACGTAGGCGGCGTGGTGAGTCAAGGGTCAAAGGCTACGGCTCAACCGTAGTAAGGCCTTTGATACT 
ATCATGCTAGAGTGCCGGAGAGGGTAGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGG 
AACACCGGTTGCGAAGGCGGCTACCTGGCCGGTAACTGACGCTGAGGTGCGAGAGCGTGGGAAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGCGCTAGGTGTTGGTGGTTAGTAGCCATCAGT 
GCCGAAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCTAACCGAAGAACCTTACCTGGGCTTGA 
CATCCCCGGGACCTAGCAGAGATGCTGGGGTGCCCGTCTTTGGCGGGAGCCGGGAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCCTTAGTTG 
CCATCGGTTAGGCCGGGCACTCTAAGGGGACTGCCCCGGATAACGGGGAGGAAGGTGGGGATGACGTCAA 
GTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGGAGCGAAGCCGC 
GAGGTGGAGCGAATCTCAGAAAGCGCGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCCG 
GAATCGCTAGTAATCGCAGGTCAGCAAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCACGGGAGTTGGTCATACCTGAAGCCGGTGGCCCAACCGTTTATGCGGGGGGAGCCGTCCATGGT 
ATGGCTGGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|265678689|ref|NR_028994.1| Nocardia puris strain IMMIB R-145 16S ribosomal RNA, partial sequence 
AACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGT 
GATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCTGGTTGCATG 
ACCGGGGGTGGAAAGATTTATCGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGC 
CTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGA 
GGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAG 
AAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGG 
GCGTAAAGAGCTTGTAGGCGGCTTGTCGCGTCGATCGTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGT 
CGATACGGGCAGGCTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATAT 
CAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTA 
GCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCAC 
GGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAGGCTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCT 
GGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGC 


CAGCAAGTGATGTTGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGT 
GAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTG 
GAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCCGTCGAAGGTG 
GGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTTCCTTT 
CTAA 


>gi|265678688|ref|NR_028993.1| Enterobacter kobei strain CIP 105566 16S ribosomal RNA, partial sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGCGGCGGA 
CGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCA 
TAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGGGATTAGCT 
AGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGG 
AACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGA 
TGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGTGTTG 
TGGTTAATAACCRCAGCAATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCG 
GTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTC 
GGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGG 
GGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCC 
TGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACGGAACTTGGCAGAGATGC 
CTTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACT 
GCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACA 
CGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTA 
GTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCAC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGT 
AGCTTAACCTTCGGGAGGGCGCTACCACTTGTGATTCATGACTGGGACAAG 


>gi|265678687|ref|NR_028992.1| Pseudoalteromonas mariniglutinosa strain KMM 3635 16S ribosomal RNA, 
partial sequence 
CACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAATGC 
TTGGGAATATGCCTTTTGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATGATGTCTACGGAC 
CAAAGTGGGGGACCTTCGGGCCTCACGCCAAAAGATTAGCCCAAGTGGGATTAGCTAGTTGGTAAGGTAA 
TGGCTTACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGC 
GTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAAGGAGGAAAGGTTAAGTGTTAATAGCACT 
TAGCTGTGACGTTACTTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGT 
GCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCC 
CGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGG 
TGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGA 
CGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTC 
TACTAGAAGCTCGGTTCCTCGGAACTGTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACG 
GCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
TGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACTAGAGATGGTTTGGTGCCTTCGGG 
AACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGATAAACC 
GGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGC 
GCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGT 
CTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGATAGTCTAACCCTCG 
GGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTG 
GGGCTGGATCACT 


>gi|265678686|ref|NR_028991.1| Sporomusa aerivorans strain TMAO3 16S ribosomal RNA, partial sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGAGTTAGCAATAACTCTTA 
GTGGCGAACGGGTGAGTAACGCGTAGACACCTGCCTCTAAACTGGGGACAACACCGCGAAAGTGGTGCTA 
ATACCGAATGTGGTAACTTGGTTGCATGACTGAGTTAAGAAAGGTGGCCTCTATATATAAGCTACCGTTT 
AGAGATGGGTCTGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCCGG 
TCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAG 
CTCTGTCGTTTGGGACGAACGTATCTTGTGTAAATAATGCAAGGTAATGACGGTACCAAAGGAGGAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTA 
AAGGGCGTGTAGGTGGATCTTTAAGTCTTGTGTCTAAGTGCGGAGCTCAACTCCGTATGGGCGCAGGAAA 
CTGGGGATCTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGA 
GGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTGTCTGACACTGAGGCGCGAAAGCCAGGGGAGCGAA 
CGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTCC 
TGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCT 
TGACATTGAGTGAAAAACCAAGAGATTGGTTCCTCCCTTCGGGGACACGAAAACAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAG 


CACGTAATGGTGGGAACTCAAGGGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAGTC 
ATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGCTTAAACAAAGCGAAGCAAGCCTGCGA 
AGGTAAGCGAAACGCATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCCTCCGTGAAGTCGGA 
ATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGAAAGTTGGAAACACCCGAAGCCGGTGGGGTAACCGCAAGGAGCCAGCCGTCTAAGGTGGGGCCG 
ATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTCTA 


>gi|265678685|ref|NR_028990.1| Lactobacillus versmoldensis strain KU-3 16S ribosomal RNA, partial 
sequence 
TGGCTCTGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTCTGGTAACTGATTTTTG 
ATGCTTGCATCAAAATGAAGATACATTTGAGTGAGCGGCGGATGGGTGAGTAACACGTGGGTAACCTGCC 
CTAAAGTGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATAACAACAACTTCCACATGGAGGATGT 
TTGAAAGATGGTTCTGCTATCGCTTTAGGATGGACCCGCGGCGTATTAGTTAGTTGGTGAGGTAAAGGCT 
CACCAAGACGATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAA 
CTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAG 
TGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTGAAGAAGAACATGCGTGAGAGTAACTGTTCATGTA 
TTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAG 
CGTTATCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTTATTAGGTCTGATGTGAAAGCCCTCGGC 
TCAACCGAGGAAGTGCATCGGAAACCGGTAAACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAG 
CGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTG 
AGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTA 
AGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACC 
GCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGC 
AACGCGAAGAACCTTACCAGGTCTTGACATACCATGAAAAGCTAAGAGATTAGTCTTTCCCTTCGGGGAC 
ATGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTATTATCAGTTGCCAGCATTAAGTTGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTA 
CAACGTGTTGCGAACTCGCGAGGGCAAGCAAATCACTTAAAACCGATCTCAGTTCGGATTGTAGGCTGCA 
ACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGGGTAACCTTTTAGGAG 
CTAGCCGTCTAAGGTGGGACAAATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGC 
TGGATCACCTCCTTTCTA 


>gi|265678684|ref|NR_028989.1| Corynebacterium aquilae strain S-613 16S ribosomal RNA, partial sequence 
AAAGGCCCAAGCTTGCTTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTACCCTGAAC 
TCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCGCACTTTAGTGTGTGTGGTGGAAAGT 
TTTTTCGGTTCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGAC 
GGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCG 
GGTTGTAAACCTCTTTCGCGAGGGACGAAGCTAGCTTGCTAGTGACTGTACCTTGATAAGAAGCACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAG 
CTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGC 
ATAACTTGAGTGCTGTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAA 
CACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGG 
ATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTAGGGACCTTCCACGGTTTCTGTG 
CCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGAC 
ATATACAGGATCGCTGCAGAGATGTAGTTTCCCTTGTGGCTTGTATACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTT 
ATGGTGGGGACTCATGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGTCGCGAGCCTGTGAGGGTGAG 
CTAATCGCTGAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTA 
GTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATG 
AAAGTTGGTAACACCCGAAGCCAGTGGCCCAACCCTTGTGGGGGG 


>gi|265678683|ref|NR_028988.1| Streptomyces flavogriseus strain CBS 101.34 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCG 
AACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACC 
GGATAACACTCTGTCCCGCATGGGACGGGGTTAAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCG 
AAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGC 
AAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGG 
GGCTTAACCCCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAA 
CTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCG 
ACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTG 
GTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGT 


CAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTAC 
AATGGCCGGTACAATGAGCTGCGAAGTCGTGAGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGAT 
TGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCA 
ACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTA 
CCGGAAGGTGC 


>gi|265678682|ref|NR_028987.1| Pseudomonas trivialis strain P 513/19 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGC 
GGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAAT 
ACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGA 
TTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAA 
GCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAG 
GGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCA 
GCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGT 
TAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTA 
GAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCG 
ACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCAACTAGCCGTTGGAAGCCTTGAGCTTTTAGTGGCGCAGCTAACGCATTAA 
GTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAG 
AGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAA 
GGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGG 
CTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCACAAAACC 
GATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGA 
ATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAG 
AAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACCTGC 


>gi|265678681|ref|NR_028986.1| Pseudomonas poae strain P 527/13 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGC 
GGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAAT 
ACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGA 
TTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAA 
GCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAG 
GGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCA 
GCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGT 
TAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTA 
GAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCG 
ACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCAACTAGCCGTTGGAAGCCTTGAGCTTTTAGTGGCGCAGCTAACGCATTAA 
GTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAG 
AGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAA 
GGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGG 
CTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACC 
GATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGA 
ATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAG 
AAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACCTGC 


>gi|265678680|ref|NR_028985.1| Pseudomonas congelans strain P 538/23 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGTACTTGTACCTGGTGGCGA 
GCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTA 
ATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCG 
GATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGT 
CACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGA 
AAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGA 
AGGGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAG 
CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTT 
GTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTATGG 
TAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGG 
CGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATT 
AAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCC 
AGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTAAGGTGGGCACTCT 
AAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTG 


GGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCACAAAA 
CCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCA 
GAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACC 
AGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACCTGC 


>gi|265678679|ref|NR_028984.1| Roseomonas rosea strain 173-96 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCATGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGCAA 
TGTCAGTGGCGGACGGGTGAGTAACGCGTAGGAACATGTCCATGAGGTGGGGGACAACCCTGGGAAACTG 
GGGCTAATACCGCATATCGGCTGAGGCCGAAAGCCTTCGGGCGCCTTTGGAGTGGCCTGCGTTCGATTAG 
CTTGTTGGTGGGGTAATGGCCTACCAAGGCTACGATCGATAGCTGGTCTGAGAGGACGACCAGCCACACT 
GGGACTGAGACTACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCC 
TGATCCAGCAATGCCGCGTGGGTGAAGAAGGTCTTCGGATTGTAAAGCCCTTTCGACAGGGACGATGATG 
ACGGTACCTGTAGAAGAAGCCCCGGCTAATTCGTGCAGCACCGCGGTAATACGAAGGGGCTAGCGTTGCT 
CGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTTCATTAGTCAGGCGTGAAAATCCTGGGCTTAACCT 
GGGGACTGCGCTTGATACGGTGAGGCTTGAGGATGGAAGAGGCTCGTGGAATTCCCAGTGTAGAGGTGAA 
ATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCGAGCTGGTCCATTACTGACGCTGAGGCGCG 
ACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCGCTGGATGTTG 
GGTGGCCTAGCCACTCAGTGTCGTAGCCAACGCGATAAGCGCACCGCCTGGGGAGTACGGCCGCAAGGTT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCA 
GAACCTTACCAGCCCTTGACATGGCCACGACCGGTCCAGAGATGGATCTTTCCCGCAAGGGACGTGGCGC 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAAGCGCAAC 
CCTCGCCTCTAGTTCGCCAGCATGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTGACA 
GAGGGAAGCCAGGTCGCGAGGCCGAGCCGATCCCGAAAAGCCGTCTCAGTTCAGATTGCACCCTGCAACT 
CGGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGTGGCTGCGCTAACCGCAAGGGGGCAG 
GTCACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGA 
TCACCTCCTTTMTGA 


>gi|265678678|ref|NR_028983.1| Roseomonas ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGCAA 
TGTCAGTGGCGGACGGGTGAGTAACACGTAGGAATGTGTCTTGAGGTGGGGGACAACCCTGGGAAACTAG 
GGCTAATACCGCATATGTCCTGAGGGACAAAGCAGCGATGCGCCTTGAGAGTAGCCTGCGTCCGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCAATGCCGCGTGGGTGAAGAAGGTCTTCGGATCGTAAAGCCCTTTCGGCGGGGACGATGATGAC 
GGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTA 
CTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGCACCAAGTTAGGCGTGAAAGTCCTGGGCTCAAC 
CTGGGAACTGCGCTTGATACTGGTGTGCTTGAGGATGGAAGAGGGTTGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGTCCATTACTGACGCTGAGGCG 
CGACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCGCTGGATGT 
TGGGTGACCTAGTCACTCAGTGTCGTAGCTAACGCGATAAGCGCACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGCCCTTGACATGGCCACGACCGGTTCAGAGATGGACTTTTCCCGCAAGGGACGTGGC 
GCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGCCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTGACA 
ACGGGAAGCCAGGCAGCAATGCCGAGCCGATCCCAAAAAGCCGTCTCAGTTCAGATCGCGGCCTGCAACT 
CGGCCGCGTGAAGGTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTTAAGTCGGTGCGGTAACCGCAAGGAGCTAG 
CCGACCACGGTAGGATCAGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGA 
TCACCTTCCYTTTCTG 


>gi|265678677|ref|NR_028982.1| Acidithiobacillus albertensis strain DSM 14366 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGC 
TGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGTCTTTGAGTGGGGGACAACCCAGGGAAACTT 
GGGCTAATACCGCATAAGCCCTGAGGGGGAAAGCGGGGGATCTTCGGACCTCGCGCTGGAAGAGGAGCCT 
ACGTCTGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACG 
ACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTTCGCAAT 
GGGGGCAACCCTGACGAAGCAATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGTGGA 
GGACGAAAAGGTGGGTGCTAATAACGCCTGCTGTTGACGTGAATCCAAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGGGTGCGTAGG 
CGGTGCATTAGGTCTGTCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGGTGGAAACCGGTGTACTAGA 
GTATGGGAGAGGGTGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACATCAGTGG 
CGAAGGCGGCCACCTGGCCCAATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGAATACTAGATGTTTGGTGCCAAGCGTACTGAGTGTCGTAGCTAA 
CGCGATAAGTATTCCGCCTGGGAAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTCTGGAA 
TCCTGCAGAGATGCGGGAGTGCCCTTCGGGGAATCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGTTCGGCCGG 
GCACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTA 


TGTCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGAAGCCAAGCCGCGAGGTGGAGCAGACCC 
CAGAAAGCGCGTCGTAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGA 
TTGTACCAGAAGCCGTTAGCCTAACCTTCGGGAGGGCGATGACCACGGTATGGTTCATGACTGGGGTGAA 
GTCGTAACAAGGTAGCCGTAGGGG 


>gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii strain LV3 16S ribosomal RNA, partial sequence 


TAACACATGCAAGTCGAACGATGAAGCAGAGCTTGCTCTGTGGATTAGTGGCGAACGGGTGAGTAACACG 
TGAGTAACCTGCCCTTGACTCTGGAATAAGCGTTGGAAACGACGTCTAATACTGGATACGAGCTTCAGCC 
GCATGGCTAGGAGTTGGAAAGATTTTCGGTCAAGGATGGACTCGCGGCCTATCAGGTAGTTGGTGAGGTA 
ATGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGAACTGAGACACGG 
TCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCAACGCCG 
CGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCAATGTGCTTGTCACATCA 
TGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGC 
GTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAAGCGGTTTGTCGCGTCTGCTGTGAAAACCGGAGGCT 
CAACCTCCGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGC 
GGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGA 
GGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAG 
ATGTAGGGACCATTCCACGGTTTCTGTGTCGCAGATAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAATACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGC 
AACGCGAAGAACCTCACCAAGACTTGACATATACGAGAACGGGCTAGAAATAGTTCACTCTTTGGACACT 
CGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCGTTCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAAGGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGAT 
ACAAAGGGCTGCAATACCGCAAGGTGGAGCGAATCCCAAAAAGTCGGTCTCAGTTCGGATTGAGGTCTGC 
AACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCTGCAAGG 
GGAGGAGCTGTCCAAGGTGGATTGGT 


>gi|265678675|ref|NR_028980.1| Chryseobacterium daecheongense strain CPW406 16S ribosomal RNA, partial 


sequence 
GAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGGAGGCCTAACACATGCAAGCCGAGCGGTATGATTCT 
TTCGGGAATCAGAGAGCGGCGTACGGGTGCGGAACACGTGTGCAACCTGCCTTTATCTGGGGGATAGCCT 
TTCGAAAGGAAGATTAATACCCCATAATATATTGAGTGGCATCACTTAATATTGAAAACTCCGGTGGATA 
GAGATGGGCACGCGCAAGATTAGATAGTTGGTGGGGTAACGGCCTACCAAGTCGATGATCTTTAGGGGGC 
CTGAGAGGGTGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAA 
TATTGGACAATGGGTGCAAGCCTGATCCAGCCATCCCGCGTGAAGGACGACGGCCCTATGGGTTGTAAAC 
TTCTTTTGTACAGGGATAAACCTAGATACGTGTATCTAGCTGAAGGTACTGTACGAATAAGCACCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTC 
CGTAGGCGGATCAGTAAGTCAGTGGTGAAATCTCATAGCTTAACTATGAAACTGCCATTGATACTGCTGG 
TCTTGAGTAAGGTAGAAGTAGCTGGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAACAC 
CAATTGCGAAGGCAGGTTACTATGTCTTAACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGATGCTAACTCGTTTTTGGGTTTTCGGATTCAGAGACTAAGC 
GAAAGTGATAAGTTAGCCACCTGGGGAGTACGAACGCAAGTTTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGATTATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGGGAAT 
TGATCGGTTTAGAAATAGACCTTCCTTCGGGCAATTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGC 
CGTGAGGTGTTAGGTTAAGTCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCCATCATTAAGTTGGGGA 
CTCTAGTGAGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGC 
CTTGGGCCACACACGTAATACAATGGCCGGTACAGAGGGCAGC TACACAGCGATGTGATGCAAATCTCGA 
AAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGCA 
TCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTCTGGGG 
TACCTGAAGTCGGTGACCGTAAAAGGAGCTGCCTAGGGTAAAACAG 


>gi|265678674|ref|NR_028979.1| Conexibacter woesei strain ID131577 16S 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTGGAGCGACGAACCAGGGCTTGCCCTGGGGCAAAGC 
CGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGATGATTGGGACAACCCGAGGAAACTCGGGCTAA 
TACCAAATGTGCTCCTCGACTTTAAGGTCGTTGAGGAAAGGTAGCTTCGGCTAACCGCATCAGGATGGGC 
CCGCGGCCCATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCTCCGATGGGTAGCTGGTCTGAGAGGA 
CGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTGCGCA 
ATGCGCGAAAGCGTGACGCAGCAACGCCGCGTGGAGGAAGACGGTCTTCGGATTGTAAACTCCTTTCAGT 
TGGGACGAAGCTTCGGCGATGAATAGTCGTTCGGAGTGACGGTACCTTCAGAAGAAGCCCCGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCATTGGGCGTAAAGCGCGTGTA 
GGCGGCTCGATAAGTCTGCTGTGAAAGTCCAGGGCTCAACCCTGGAATGCCGGTGGATACTGTCGAGCTT 
GAGTCCGGAAGAGGCGAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAAT 
GGCGAAGGCAGCTCGCTGGGACGTGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCTGTAAACGATGGGTACTAGGTGTGGGGGGTGTCGACTCCCTCCGTGCCGACGC 
TAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCAGCGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTGACATGTGCC 
TGACCGCCGTGGAAACACGGCTTCCCTTCGGGGCAGGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCGCATGTTGCCAGCATTTAGTTGGG 
GACTCATGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAT 
GTCCAGGGCTACACACGTGCTACATTGGCGCGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCC 
TTAAAGCGCGTCTCGGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGGCGGAGTTGCTAGTAATCGC 


ribosomal RNA, partial sequence 


GGATCAGCATTGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTGAG 
CAACACCCGAAGCCGGTGGCCTAACCCGCAAGGGAGGGAGCCGTCGAAGGTGGGGCTCGTGACTGGGGTG 


>gi|265678673|ref|NR_028978.1| Actinobaculum urinale strain R9242 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCACAGCACTGGCTTTGGTTGGTGTGGGTG 
AGTGGCGAACGGGTGAGTAATACGTGGGTAACCTGCCCTTCTTTTTGGGATAAGCCTTGGAAACGGGGTC 
TAATACTGGATATTCTGTTCCTGCCGCATGGTGGGTGTGGGAAAGTTTTTTCGAAGAGGGATGGGCTCGC 
GGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGGA 
CGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGG 
ACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCTTTCGGGTTGTAAACCTCTTTCGGTACAG 
ATCAAGGTTTATGGAAATAAGTTGAGGGTATGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGCTTGTTGCG 
CCTGCTGTGAAAACGCGGGGCTTAACTCCGCGCGTGCAGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGG 
TGATTGGAATTCCAGGTGTAGCGGTGGAATGCGCAGATATCTGGAGGAACACCGATGGCGAAGGCAGGTC 
ACTGGGCCATTACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCA 
TGCTGTAAACGTTGGGAACTAGGTGTGGGGTCCTTTCCATGGGTTCTGCGCCGTAGCTAACGCATTAAGT 
TCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGTGAGCTGCTAGA 
GATAGTGGTGCATTTGGTTGGTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCGTGTTGCCAGCATGTTGTGGTGGGGACTCACGAGA 
GACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTT 
CACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATGCTGTAAGGTTGAGCGAATCCCTTAAAGCTGGT 
CTCAGTTCGGATTGGGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAA 
GCCCGTGGCTTAACCTTTTTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 
GGTAGCCGTACCGGAAGG 


>gi|265678672|ref|NR_028977.1| Pedobacter africanus strain K 1/K2 16S ribosomal RNA, partial sequence 
CTGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGAGATTAAGGTGCTTGCACCT 
TATGAAAGTGGCGCACGGGTGCGTAACGCGTATGCAACCTACCTTAATCAGGGGGATAGCCCGAAGAAAT 
TCGGATTAACACCGCATAAAATCACAGTACAGCATTGTACAATGATCAAATATTTATAGGATTAAGATGG 
GCATGCGTGTCATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGACTAGGGGATCTGAGAG 
GATGGCCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGT 
CAATGGAGGGAACTCTGAACCAGCCATGCCGCGTGCAGGAAGACAGCCCTCTGGGTCGTAAACTGCTTTT 
ATTCGGGAATAAACCTTGCTACGTGTAGCAAGCTGAATGTACCGAAGGAATAAGGATCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGC 
GGCTTATTAAGTCAGGGGTGAAAGACGGTGGCTCAACCATCGCAGTGCCCTTGATACTGATGAGCTTGAA 
TACACTAGAGGTAGGCGGAATGTGACAAGTAGCGGTGAAATGCATAGATATGTCACAGAACACCGATTGC 
GAAGGCAGCTTACTATGGTGTGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCCTAAACGATGAATACTCGCTGTTAGCGATATACAGTTAGCGGCTAAGCGAAAGCG 
TTAAGTATTCCACCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGAGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAAAGTTAGTGAATAAT 
CAAGAGATTGATTAGTGAGCAATCACACGAAACTAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAG 
GTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTTAAGGTGGGGACTCT 
AAACAGACTGCCTGTGCAAACAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGTCCGG 
GGCTACACACGTGCTACAATGGATGGTACAGAGGGCAGCAAGCTGGCAACAGCAAGCGAATCTCAAAAAG 
CCATTCACAGTTCGGATAGAGGTCTGCAACTCGACCTCTTGAAGTTGGATTCGCTAGTAATCGCGTATCA 
GCAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTTGGGGGTAC 
CTAAAGTATGTAACCGCAAGGAGCGTCCTAGGGTAAAACCGATAACTGGGGCTAAGTCGTAACAAGGTAG 
CCGTACCGGAAGGTGCGGCT 


>gi|265678671|ref|NR_028976.1| Jannaschia helgolandensis strain Hel 10 16S ribosomal RNA, partial 
sequence 
GTAGAACGAACGCTGGCGGCACGCCTAACACATGCAAGTCGAGCGCACCTTCGGGTGAGCGGCGGACGGG 
TTAGTAACGCGTGGGAACATACCCTTTTCTACGGAATAGCCTCGGGAAACTGAGAGTAATACCGTATACG 
CCCCTCGGGGGAAAGATTTATCGGTGAAGGATTGGCCCGCGTCTGATTAGATAGTTGGTGGGGTAATGGC 
CTACCAAGTCGACGATCAGTAGCTGGTTTGAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGAAAGCCTGATCTAGCGATGCCGCGTGA 
GTGATGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACC 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTA 
AAGCGCGCGTAGGCGGATTATTAAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCTAATA 
CTGGTAATCTAGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGA 
GGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCAGGTTGCTTGCAACTTGG 
TGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTG 
ACATCCTGATCGCGGTTAGTGGAGACACTTTCCTTCAGCTCGGCTGGATCAGTGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACCCTTAGTTGCC 
AGCATTCAGTTGGGCACTCTAGGGGAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTC 
CTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCATCTACAGTGAGTTAATCTCCAAAAGA 
TGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGC 
ATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTCCACCCG 
AAGGCCGTGCGCCAACCTGCTTGCAGGGGGCAGCGG 


>gi|265678670|ref|NR_028975.1| Corynebacterium tuberculostearicum strain Medalle X 16S ribosomal RNA, 


partial sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCC 
CTGCTTGCAGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATA 
AGCCTGGGAAACTGGGTCTAATACCGGATAGGAGCCATTTTTAGTGTGATGGTTGGAAAGTTTTTTCGGT 
GTAGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCG 
GCCTGAGAGGGTGGACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAA 
CTCCTTTCGCTAGGGACGAAGCTTTTTGTGACGGTACCTAGATAAGAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCTCGTAGGTGGTTT 
GTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTACT 
GTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG 
GCAGGTTACTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGGGTCTTTTCACGACTTTCGTGCCGTAGCTAACGC 
ATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGATCG 
GGCTAGAGATAGTCTTTCCCTTTGTGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATTTGGTTGGGGACTCA 
TGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGTCGGTACAACGCGCAGCGACACTGTGAGGTGGAGCGAATCGCTGAAAG 
CCGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACAC 
CCGAAGCCGGTGGCCCAAACTTGTTAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAA 
CAAGGTACCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTA 


>gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis strain S-606 16S 
AGGAGAAGCTGCTTCTCGCTGACGAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGG 
GGATAGCTCGGGGAAACTCGAATTAATACCGCATACGACCTACGGGAGAAAGGGGGCAACCTTGTTGCTC 
TCGCCTATTAGATGAGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTG 
TAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGT 
TGTAAAGCACTTTAAGCAGTGAAGAAGACTCTATGGTTAATACCCATAGACGATGACATTAGCTGCAGAA 
TAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCAT 
CTGATACTGTTAGGCTAGAGTAGGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGA 
TCTGGAGGAATACCGATGGCGAAGGCAGCCTTCTGGCATCATACTGACACTGAGGTTCGAAAGCGTGGGT 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAG 
GACTTAGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCT 
GGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTT 
ACCAGCGGTTTGGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCA 
AGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAG 
CGATGTGATGCGAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTA 
GGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTTGATTGCACCAGAAGTGGG 


ribosomal RNA, partial sequence 


>gi|265678668|ref|NR_028973.1| Acidovorax valerianellae strain CFBP 4730 16S ribosomal RNA, partial 


sequence 
AGGGGTTGATCNTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGT 
GTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACGG 
AGCGAAAGCTTTGCTAATACCGCATACGATCTACGGATGAAAGCAGGGGACCGCAAGGCCTTGCGCGGAC 
GGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAGGCTTACCAAGCCGACGATCTGTAGCTGGTC 
TGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
TTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTG 
CTTTTGTACGGAACGAAAAAGCTGTTTCTAATAAAGAGAGCTCATGACGGTACCGTAAGAATAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGTGCGCAGGCGGTTATGCAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTG 
CATAGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGA 
ACACCGATGGCGAAGGCAATCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACNCCCTAAACGATGTCAACTGGTTGTTGGGTCTTCACTGACTCAGTAA 
CGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACA 
TGTACGGAATTTTCCAGAGATGGATTAGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAA 
AGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGGGGGTTGCCAACCCGCGAGGGGGAGCCAA 
TCCCATAAAACCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAA 
TCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGC 
GGGTTCTGCCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCAGGGTTCGTGACTGGGGT 
GAAGTCGTAACAAGGTAACCAT 


>gi|265678667|ref|NR_028972.1| Thalassolituus oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 
GCTTAACACATGCAAGTCGAGCGGTAGCACAGAGAGCTTGCTCTCGGGTGACAAGCGGCGGACGGGTGAG 
TAACGCGTAGGAATCTACCTAGTAGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATACGCCCT 
AAGGGGGAAAGCGGGGGATCTTCGGACCTCGTGCTATTAGATGAGCCTGCGTGAGATTAGCTAGTTGGTG 
AGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCA 
TGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGAAGGGAGGAAAGGTTGTGTGTTAAT 
AGCACATAGCTGTGACGTTACCTTCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTTGTTTGTTAAGCGAGATGTGA 
AAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAAGCTAGAGTACAGTAGAGGGTAGTGGAAT 
TTCCTGTGTAGCGGTGAAATGCGTAGAGATGGGAAGGAACATCAGTGGCGAAGGCGACTGCCTGGACTGA 
TACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGTCTACTAGTTGTCGGGAGACTTGATCTCTTGGTAACGAAGCTAACGCGATAAGTAGACCGCCTGGG 
GAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGTGAACTTAGCAGAGATGCTTTGGTGC 
CTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCC 
CGTAACGAGCGCAACCCTTGTCCTTAGTTACCATCATTAAGTTGGGGACTCTAAGGAGACTGCCGGTGAC 
AAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACA 
ATGGCCAGTACAGAGGGTTGCAATGCCGCGAGGTGGAGCTAATCCCACAAAGCTGGTCGTAGTCCGGATT 
GGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCAG 


>gi|265678666|ref|NR_028971.1| Corynebacterium glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 
sequence 
GGCGTGCTAACACATGCAAGTCGAACGGAAAGGCCGAAGCTTGCTTTGGTACTCGAGTGGCGAACGGGTG 
AGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCAGATAGGA 
CCACGGTGTGGTGATCGTGGTGGAAAGTTTTTTCGGTGTGGGATGAGCTCGCGGCCTATCAGCTTGTTGG 
TGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGA 
GATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGC 
GACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCCAAAGACGAATTTTGACGGTATT 
TGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGA 
ATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGGAATACCGGGGCTTAACTTCGGG 
GTTGCATACGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATG 
CGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAA 
GCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGTC 
CCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGA 
ACCTTACCTGGGCTTGACATACACCAGATCGCCGCAGAGATGTGGTTTCCCTTGTGGTTGGTGTACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTC 
TTATGTTGCCAGCATGTTGTGGTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGCTT 
GCGAGCCTGTGAGGGTGAGCGAATCGCTGAAAGCCGGTCGTAGTTCGGATTGGGGTCTGCAACTCGACCC 
CATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTGTCAAAAGGAGCTGTCGAAGG 
TGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCT 


>gi|265678665|ref|NR_028970.1| Mycobacterium pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTTCGGGGGT 
ACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACT 
GGGTCTAATACCGAATACACCTCATGGGATGCATGTTTTGTGGGGGAAAGCTTTTGCGGTGTGGGATGGG 
CCCGCGGCCTATCAGCTTGTTGGTGAGGTTACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGC 
CAGGGACGAAGCGCGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTT 
CGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG 
GCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGTGCCTAGAGATAG 
GTATTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACA 
TGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGT 
AGCCGTACGGA 


>gi|265678664|ref|NR_028969.1| Caldithrix abyssi strain LF13 16S ribosomal RNA, partial sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCAAGGGGAAAGGCGGACTTCGGTTTGCC 


GAGTATACTGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCCTTATGTCTGGGATAACCTCGAGAAAT 
CGGGGCTAATACCGGATAAGGTCAATTGGCCGCATGGTTAATTGATTAAAGGTGCCGCAAGGTACTGCAT 
AAGGATGGGCCTGCGTTCCATTAGCTAGATGGTAGGGTAACGGCCTACCATGGCGACGATGGATAGCTGA 
TCTGAGAGGATGATCAGCCACACTGGGATTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGAGGA 
ATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGGGGGAAGAAGCTCTATGGAGTGTAAAC 
CCCTGTAGGTAGGGAAGAAAGTCATGGCTTCGCAAGGGGTCATGTTTGACGGTACCTACAAAGTAAGCTC 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGAGCAAGCGTTGTCCGGAATCACTGGGCGTAA 
AGGGCGTGTAGGCGGTCTGGTAAGTCAGATGTGAAATCCCACGGCTTAACCGTGGAATTGCATTTGAAAC 
TGCCGGACTTGAGTGCGAGAGAGGGTAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAA 
GAACACCAGTAGCGAAGGCGGCTACCTGGCTCGTAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGCACTAGGTGTTGGGGCCGACTTGTCGGCCT 
CAGTGCCGCAGCCAACGCATTAAGTGCCCCGCCTGGGGAGTACGCTCGCAAGGGTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCGGGGT 
TTGACATGCCGATGACGTCACGGGAGACCGTGATTCCCTTCGGGGCGTCGGCACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTACCAT 
CGGTTCAAGCCGGGGACTCTAGAGGGACTGCCGGCGATAAGCTGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTACACCCCGGGCTACACACGTGCTACAATGGCCGGTACAGCGAGTTGCGAAACCGCGAG 
GTGGAGCCAATCTCTAAAAACCGGTCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACG 
CCATGGAAGTCGGCAGTACCCGAAGCCCCCGCATTAGCGGGGTCGAAGGTAAGGCCGATGACTGGGGCGA 
AGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGG 


>gi|265678663|ref|NR_028968.1| Paracoccus seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 
TCTGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGATTTTCGGATTTAGCGGC 
GGACGGGTGAGTAACGCGTGGGAANATGCCCTTCTCTACGGAATAGTCCCGGGAAACTGGGTTTAATACC 
GTATACGCCCTTCGGGGGAAAGATTTATCGGAGAAGGATTAGCCCGCGTTGGATTAGGTAGTTGGTGGGG 
TAATGGCCTACCAAGCCTACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGAAACCCTGATCTAGCCATGC 
CGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGA 
AGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACT 
GGGCGTAAAGCGCACGTAGGCGGACTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCC 
TCCAAAACTATCAGTCTGGAGTTCGAGAGAGGTGAGTGGAATACCGAGTGTAGAGGTGAAATTCGTAGAT 
ATTCGGTGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAAGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAGCTTGC 
TGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
ACCCTTGACATGGCAGGACCGCTGGAGAGATTCAGCTTTCTCGTAAGAGACCTGCACACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCCTAGTT 
GCCAGCATTCAGTTGGGCACTCTATGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAA 
GTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAA 
AGCCATCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTTGGAATCGCTAGTAATCGCGGAAC 
AGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTAC 
CCGACGACGCTGCGCTAACCCTTCGGGGAGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCG 
TAACAAGGTAGCCGTA 


>gi|265678662|ref|NR_028967.1| Bacillus barbaricus strain V2-BIII-A2 16S ribosomal RNA, partial sequence 
AATACATGCAAGTCGAGCGAATGATGAGGAGCTTGCTCCTCTGATTTAGCGGCGGACGGGTGAGTAACAC 
GTGGGTAATCTGCCTGTAAGACGGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAATAAGAAGAAA 
CGCATGTTTCTTTTTTGAAAGTCGGTTTCGGCTGACACTTACAGATGAGCCCGCGGCGCATTAGCTAGTT 
GGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCTGACCGAG 
CAACGCCGCGTGAGGATGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTTAGAGAAGAACAAGTACGAGAGT 
AACTGCTCGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGT 
GAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGGAGAGAAAAGTGGA 
ATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTTTGGCCT 
GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGAGTGCTAGGTGTTGGGGGGTTCCACCCTCAGTGCTGAAGTTAACACATTAAGCACTCCGCCTGG 
GGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACCACTCTAGAGATAGAGCTTTC 
CTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGA 
CAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTAC 
AATGGATGGTACAAAGGGTTGCGAAGCCGCGAGGCCAAGCCAATCCCAAAAAGCCATTCTCAGTTCGGAT 
TGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAA 
CCCTTTTGGGAGCCAGCCGCC 


>gi|265678661|ref|NR_028966.1| Psychrobacter faecalis strain Iso-46 16S ribosomal RNA, partial sequence 
TAGAGTTTGATYATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGG 
AGAAGCTTGCTTCTCGCTGACGAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGG 
ATAGCTCGGGGAAACTCGAATTAATACCGCATACGACCTACGGGAGAAAGGGGGCAACTTGTTGCTCTCG 
CTATTAGATGAGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGC 


TGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTA 
AAGCACTTTAAGCAGTGAAGAAGACTCTATGGTTAATACCCATAGACGATGACATTAGCTGCAGAATAAG 
CACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATCTGA 
TACTGTTAGGCTAGAGTAGGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTG 
GAGGAATACCGATGGCGAAGGCAGCCTTCTGGCATCATACTGACACTGAGGTTCGAAAGCGTGGGTAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACT 
TAGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTC 
TTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCA 
GCGGTTTGGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTC 
ATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGAT 
GTGATGCGAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAA 
TCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGATTGCACCAGAAGTGGGTAGCCTAACCTTTTAGGATGGCGCTCACCACGGTGTGGTTG 
ATGACTGGGGTGAAGTCGAACAAGGT 


>gi|265678660|ref|NR_028965.1| Burkholderia tropica strain Ppe8 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTG 
GCGAACGGGTGAGTAATACATCGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATA 
CCGCATACGATCTACGGATGAAAGCGGGGGATCTTCGGACCTCGCGCTATAGGGGCGGCCGATGGCGGAT 
TAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGACCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAG 
CCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAT 
CCCTGGTCCTAATATGGCCGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGATGT 
AAGACCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTGACTGCATCGCTTGAGTATGGCAG 
AGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAG 
CCCCCTGGGTCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGTCAACTGGTTGTCGGGTCTTCATTGACTTGGTAACGTAGCTAACGCGTGAAGT 
TGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
ATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAATTCCGCTGAG 
AGGTGGAAGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCCAGGGAGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACA 
CGTCATACAATGGTCGGAACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAACCGATCGTA 
GTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGC 
GGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTGGC 
TAGTCT 


>gi|265678659|ref|NR_028964.1| Clostridium colicanis strain 3WC2 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAATTTTCTTCGGAAAATGGATTAGC 
GGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTATAGAGAGGGATAGCCTTCCGAAAGGGAGATTAA 
TACCTCATAATATCCTAGTATCGCATGATACATGGATTAAAGGAGCAATCCGCTATAGGATGGACCCGCG 
GCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATC 
GGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
GGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTCTTTAGGGA 
CGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTG 
GCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATCTTTAAGTGGGATGTGAAATACT 
CGGGCTCAACCTGGGGGCTGCATTCCAAACTGGAGATCTAGAGTACAGGAGGGGAGAGTGGAATTCCTAG 
TGTAGCGGTGAAATGCGTAGAGAT TAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGA 
CGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAA 
TACTAGGTGTAGGGGGTGTCAACTCCCCCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTA 
CGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAGCATGTGGTTTAATTC 
GACGCAACGCGAAGAACCTTACCTAGACTTGACATCTTCTGCATTACCCTTAATCGGGGAAGTTCCTTCG 
GGAACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCG 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGC 
CGGTACAGAAAGACGCGATACCGCGAGGTGGAGCAAAACTTTAAAACCGGTCTCAGTTCGGATTGTAGGC 
TGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACCGCAAG 
GAGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGG 


>gi|265678658|ref|NR_028963.1| Anaerophaga thermohalophila strain Fru22 16S ribosomal RNA, partial 
sequence 

GGGCTCAGGATGAACGCTAGCGACAGGCCTAACACATGCAAGTCGAGGGGTAACAGTCCCGTTCTTCGGA 
AAGGGAGCTGACGACCGGCGCACGGGTGAGTAACGCGTATGCAACCTTTCTTCAACAGGAGAATAGCCCC 
CGGAAACGGGGATTAATGCTCCATAGGACTATATTGTTGCATGACAGGATAGTTAAAGCTTCGGCGGTTG 
AAGGTGGGCATGCGTAACATTAGCTGGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATGTTTAGGGGTT 
CTGAGAGGAAGGTCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAA 
TATTGGTCAATGGACGGAAGTCTGAACCAGCCATGTCGCGTGCAGGAAGACGGCCCTACGGGTTGTAAAC 


TGCTTTTGTACCGGGAAGAAAAGGTCTTACGTGTAAGACATTGCCGGTACCGTACGAATAAGCATCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGT 
GCGTAGGCGGACTGGTAAGTCAGCGGTGAAATACTGCAGCTCAACTGAAGTTGTGCCGTTGATACTGTCA 
GTCTTGAGTATAGATGAGGTAGGCGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACA 
CCGATTGCGAAGGCAGCTTACTAAACTAATACTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTGGTTGTTTGGGCGAATGAGCTTAAGCGACTG 
AGCGAAAGCATTAAGTAATCCACCTGGGGAGTACGTCGGCAACGATGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTTAAATGGG 
GAGTGACAGATCTGGAAACAGGTTTTTCTTCGGACACTCTTCAAGGTGCTGCATGGTTGTCGTCAGCTCG 
TGCCGTGAGGTGTCGGGTTAAGTCCCATAACGAGCGCAACCCCTGTTGTCAGTTACCAGCACGTAGCGGT 
GGGGACTCTGGCAAGACTGCCGGTGTAAACCGCGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCT 
TACGTCCAGGGCTACACACGTGTTACAATGGCCGGTACAGCGGGCAGCGGCGCGGCGACGTGTAGCGAAT 
CCCGAAAGCCGGTCCCAGTTCGGATTGAAGTCTGCAACCCGACTTCATGAAGCTGGAATCGCTAGTAATC 
GCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCC 
GGGGGTACCTGAAGTCTGTAACCGCGAGGAGCGGCCTAGGGTAAAACCGGTGACTGGGGCTAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTGTGGCTGGATCACCTCCTTT 


>gi|265678657|ref|NR_028962.1| Novosphingobium hassiacum strain W-51 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAAGCCTTC 
GGGCTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACAGTTAGAAATG 
ACTGCTAATACCGGATGATGTCTTCGGACCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGG 
TAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTCGTAAAGCTCTTTTACCAGGGATGATAATGAC 
AGTACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTG 
TTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTATTCAAGTCAGAGGTGAAAGCCCGGGGCTCAAC 
CCCGGAACTGCCTTTGAAACTAGATAGCTAGAATCTTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACAAGTATTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGT 
TCGGGCACTTGGTGCCTGAGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGCGTTTGACATCCCGCGCTATCCAGAGAGATTTGGAGTTCCCTTCGGGGACGCGGTG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGTCCTTAGTTGCCATCATTTAGTTGGGCACTCTAAGGAAACCGCCGGTGATAAGCCGGAGGAAGGTG 
GGGATGACGTCAAGTCCTCATGGCCCTTACACGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGA 
GCAGCTAGATCGCGAGATCATGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAG 
TGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCAGCAATGAGAGGCAG 
GCGACCACGGTGGGCTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGA 
TCACCTCCTTTYTGA 


>gi|265678656|ref|NR_028961.1| Faecalibacterium prausnitzii strain ATCC 27768 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGGCGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGAGCGAGAGAGAGCTTGC 
TTTCTCAAGCGAGTGGCGAACGGGTGAGTAACGCGTGAGGAACCTGCCTCAAAGAGGGGGACAACAGTTG 
GAAACGACTGCTAATACCGCATAAGCCCACGACCCGGCATCGGGTAGAGGGAAAAGGAGCAATCCGCTTT 
GAGATGGCCTCGCGTCCGATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCGGTAGCCGGA 
CTGAGAGGTTGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGTCTTCGGATTGTAAACT 
CCTGTTGTTGAGGAAGATAATGACGGTACTCAACAAGGAAGTGACGGCTAACTACGTGCCAGCAGCCGCG 
GTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGGCAAGTT 
GGAAGTGAAATCCATGGGCTCAACCCATGAACTGCTTTCAAAACTGTTTTTCTTGAGTAGTGCAGAGGTA 
GGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTAC 
TGGGCACCAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACA 
CTGTGGCCGATGTTTACTAGGTGTTGGAGGATTGACCCCTTCAGTGCCGCAGTTAACACAATAAGTAATC 
CACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTA 
TGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGTCTTGACATCCTGCGACGCACATAGAAATAT 
GTGTTTCCTTCGGGACGCAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTATGGTCAGTTACTACGCAAGAGGACTCTGGCCAGACTGCCGTTGA 
CAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGACTTGGGCTACACACGTACTAC 
AATGGCGTTAAACAAAGAGAAGCAAGACCGCGAGGTGGAGCAAAACTCAGAAACAACGTCCCAGTTCGGA 
CTGCAGGCTGCAACTCGCCTGCACGAAGTCGGAATTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCCGGGGGGACCCGAAGTCGGTAGTCTA 
ACCGCAAGGAGGACGCCGCCGAAGGTAAAACTGGTGATTGGGGTGAAGTCGTAACAAGGTAC 


>gi|265678655|ref|NR_028960.1| Actinomyces funkei strain CCUG 42773 16S ribosomal RNA, partial sequence 
ACGGACTGGCCTTGAGCTTGCTTGGGGTTGGTGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCC 
CTCTTCTTTGGGATAACGGTCGGAAACGGCTGCTAATACTGGATATTCACTCATTGGCGCATGTTGGTGG 
GTGGAAAGATGCACTTTTGGTGTTTTTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTG 
ATGGCCTACCAAGGCTTTGACGGGTAACCGGCCTGAGAGGGTGACCGGTCACATTGGGACTGAGACACGG 
CCCAGACTCCTACGGGTGGCAGCAGTGGGGAATTTTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCG 
CGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCGACTTTGGGTTGTGG 
TGAGGGTAGTGGGTAAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGC 


GTTGTCCGGAATTATTGGGCGTAAGGGCTGTAGGCGGTTGGTCGCGTCTGCCGTGAAATCCTCTGGCTTA 
ACTGGGGGCGTTCGGTGGGTACGGGTCGACTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGG 
TGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGG 
AGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGT 
GTGGGGGCCACCCAGTGGTTTCTGGCCCGTAGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCAAGGCTTGACATGCATCCCTGACAGCCTYCAGAGAATGGAGGTGCATTTGGTTG 
GGGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGCCCTATGTTGCCAGCACGTTGTGGTGGGGACTCGTGGGGGACTGCCGGGGTTAACTCGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTG 
GTACAGAGGGTTGCGATGCTGTGAGGCGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCT 
GCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGT 


>gi|265678654|ref|NR_028959.1| Thiobaca trueperi strain BCH 16S ribosomal RNA, partial sequence 
TGACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGGAAGGGCTTCGGCCTGAGTAGCGTGGCGGA 
CGGGTGAGTAATGCGTGGGAATCTGCCTGATCGTGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCA 
TACGCCCTACGGGGGAAAGGGGGCTTCGGCTCTCGCGAACAGATGAGCCCACGTCCGATTAGCTAGTTGG 
TGAGGTAATGGCCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGC 
AATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCGGTGGGAAAGAAAGATTCAAGGTTA 
ATACCCTTGGATGTTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATA 
CGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCTTGGTCAGTCAGATGT 
GAAAGCCCTGGGCTCAACCTGGGAACGGCATTTGATACTGCCAGGCTCGAGTCTAAGAGAGGGGGGTGGA 
ATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGGCTT 
AAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA 
ACGATGTCAACTAGCCGTCGGGTCCATTTAAGGGTTTGGTGGCGCAGCTAACGCGATAAGTTGACCGCCT 
GGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGCAACGCGAAAAACCTTACCAGCCCTTGACATCCTCGGAACCCTGTAGAGATATGGGGG 
TGCCTTCGGGAGCCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACTTCGGGTGGGAACTCTAAGGAGACTGCCGG 
TGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGC 
TACAATGGCCGGTACAGAGGGTCGCAACCCCGCGAGGGTGAGCCAATCTCAGAAAACCGGTCGTAGTCCG 
GATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 


>gi|265678653|ref|NR_028958.1| Streptomyces javensis strain B22P3 16S ribosomal RNA, partial sequence 
CAAGTCGAACGATGAACCGGCTTCGGGCGGGGATTAGTGACGAACGGGTGAGTAACACGTGGGCAATCTG 
CCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATTACTGNCNACCGCATGGTNTGG 
CAGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACC 
AAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAT 
GACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCATGTGACGGTACCTGCAGAAGAAGCG 
CCGGCTAACTACGTGCCACCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTA 
AAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATA 
CGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAAGA 
GGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACCCTGAGGAGCGAAAGCGTGGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGT 
CCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGC 
TTGACATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGC 
ATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGT 
CAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGAAGC 
CGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAG 
TCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGT 
GGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTA 
G 


>gi|265678652|ref|NR_028957.1| Streptomyces cangkringensis strain D13P3 16S ribosomal RNA, partial 
sequence 
TAACACATGCAAGTCGAACGATGAACCGGTTTCGGCCGGGGATTAGTGGCGAACGGGTGAGTAACACGTG 
GGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACCACGCTTTCCCGC 
ATGGGATACGCGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGA 
TGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGC 
GTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCA 
GAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGAGCTCGTACGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTG 
CATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAG 
ATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATT 


CCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCT 
TACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGT 
GTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGG 
GGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAG 
CTGCGAAGCCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGAC 
CCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCC 
GTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATC 
ACCTCCTTAAAC 


>gi|265678651|ref|NR_028956.1| Gelidibacter mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGGATTTGCC 
AGCTTGCTGGCAATGAGAGTGGCGCACGGGTGAGTAACGCGTATGCAACCTACCTTTCACAGTGGGATAG 
CCCAGAGAAATTTGGATTAATACCGCATAGTATGCAGTACCAGCATTGGAACTGTATTAAACATTTATGG 
GTGAGAGATGGGCATGCGTTCTATTAGTTAGTTGGAGTGGTAACGGCACCCCAAGACCGCGATAGATAGG 
GGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGA 
GGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCTATGGGTTGTA 
AACTGCTTTTATACAGGAAGAAACAACTCTACGTGTAGAGTCTTGACGGTACTGTAAGAATAAGGATCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGG 
GTCCGTAGGTGGACGATTAAGTCAGAGGTGAAATCCTGCAGCTCAACTGTAGAATTGCCTTTGATACTGG 
TTGTCTTGAATCATTGTGAAGTGGTTAGAATATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAA 
TACCGATTGCGAAGGCAGATCACTAACAATGTATTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGTTGTTCGGGCTTCGGCCTGAGTGACTA 
AGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTG 
GATTGACAGGTCTAGAGACAGACTTTCTTCGGGCAATCCACAAGGTGCTGCATGGTTGTCGTCAGCTCGT 
GCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCG 
GGAACTCTAGCAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTT 
ACGTCCTGGGCTACACACGTGCTACAATGGTAGGTACAGAGAGCAGCCACTGGGTGACCAGGAGCGAATC 
TACAAAACCTATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCG 
CATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTG 
GGAGTACCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGGTAAAATTGGTAACTAGGGCTAAGTCGTAAC 
AAGGTAGCCGTACCGGAAGGTGCGGCTGGAACACCTCCTTT 


>gi|265678649|ref|NR_028954.1| Thermovibrio ruber strain ED 11/3LLK 16S ribosomal RNA, partial sequence 
GGGTTTGATCCTGGCTCAGCGCGAACGCTGTCGGCGTGCCTAACACATGCAAGTCGTGGGGCAGCAGGCC 
GGAACCTTTTGGTTCTGGTGCTGGCGACCGGCGAACGGGTGAGTAACGCGTGAGCAACCTACCCCGAGGA 
GGGGGATAACCCGGGGAAACCCGGGCTAATACCCCATAAGCGCACGGCCTGCATGGGCTGTGTGAAAAGG 
GTGGCCTCTGGGCTTTGCCTAAGCTGCCGCCTCGGGATGGGCTCGCGTCCCATCAGGTAGTTGGTGGGGT 
AACGGCCTACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACCGGGACTGAGACACG 
GCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCC 
GAGTGGAGGAAGAAGCCCTTCGGGGTGTAAACTCCTGTCGCCGGGGACGAGGCGGGGATGGGTTAAGAGC 
CCATCCCTGTGACGGTACCCGGAGAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GTCCCGAGCGTTGCGCGAAATTACTGGGCGTAAAGAGCGCGTAGGCGGGCCAGTAAGTCAGAGGTGAAAG 
CCCCCGGCTCAACCGGGGAATTGCCTCTGATACTGCTGGTCTAGGGTCCGGAAGACGCTGGCGGAATTCC 
CGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTCAGCGAGGACGGAAC 
CGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCACGCTGTAAACGAT 
GGGTGCTGGGCGTTGGCCACGAGAGTGGTCAGTGCCGAAGCTAACGCGTTAAGCACCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTGAAACTCAAAGGAATAGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CAATGCTACGCGAAGAACCTTACCAGGGCTTGACATGCCGGGGGTAGCCCTGGCGAAAGTCAGGGTTGAG 
GCCCCTTTGGGGGCCCACCCGGCACAGGTGGTACATGGCCGTCGTCAGCTCGTGCCGTGAAGGTGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGGTAAAGCCGGGCACACTAAGGGGAC 
TGCCGGCGATAAGCCGGAGGAAGGGGGGGATGACGTCAGGTCAGTATGCCCCTTACGCCCTGGGCTACAC 
ACGTGCTACAATGGCCGGGACAGAGGGAAGCGAAGCCGCGAGGCGGAGCGAAACTCAGAAACCCGGTCCC 
AGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAACGGCCGGTCAGCTACACG 
GCCGTGAATACGTTCCCGGGCCTTGTACTCACCGCCCGTCACACCCCGGAAGCTNGTTCTACCAG 


>gi|265678648|ref|NR_028953.1| Saccharospirillum impatiens strain EL-105 16S ribosomal RNA, partial 
sequence 
GGCCTAACACATGCAAGTCGAGCGGTAACAGGGGTAGCTTGCTACCCGCTGACGAGCGGCGGACGGGTGA 
GTAACGCGTAGGAATCTACCCGGTAGTTGGGGATAGCCCGGAGAAATCCGGATTAATACCGAATAATCTC 
TACGGAGGAAAGGGGGCTTCGGCTCTCGCTACTGGATGAGCCTGCGTCGGATTAGCTAGTTGGTGGGGTA 
AAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCG 
CGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGGGGAGGAAGGCGTGATGGTTAATACCCA 
TCATGATTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCAAGTTAAGTTGGGTGTGAAAGCC 
CCGGGCTCAACCTGGGAACTGCATTCAAAACTGGCTAGCTAGAGTACAGCAGAGGATAGTGGAATTTCCG 
GTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGACTGTCTGGGCTGATACTG 
ACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGT 
CGACTAACCGTTGGGTTCTTTATGGACTTGGTGGTGAAGTTAACGCGATAAGTCGACCGCCTGGGGAGTA 


CGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCTACTCTTGAAATCCAGTGAACTTAGCAGAGATGCTTTGGTGCCTTCG 
GGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAA 
CGAGCGCAACCCCTATCCTTATTTGCCAGCGAGTAATGTCGGGGACTATAAGGAGACTGCCGGTGACAAA 
CCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATG 
GCCGGTACAGACGGTTGCGAAGCCGCGAGGTGGAGCTAATCTGAGAAAGCCGGTCGTAGTCCGGATTGGA 
GTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTCGGTAGCTTAAAATT 
GGGCGCTGACCACGGTGTGGTTAATGACTGGGGTGAAGTCGTAACAGGAA 


>gi|265678647|ref|NR_028952.1| Oceanobacillus picturae strain R-5321 16S ribosomal RNA, partial sequence 


GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCAGGAAGCAAGTTGATCCCCTTCGGGGGT 
GACGCTTGTGGAATGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACC 
CCGGGAAACCGGGGCTAATACCGGATAATACTTTCTTTTGCATAAAGGAAAGTTGAAAGGCGGCTTCGGC 
TGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGC 
GTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGA 
TCGTAAAACTCTGTTGTTAGGGAAGAACAAGTTGGGTAGTAACTGACCCAACCTTGACGGTACCTAACCA 
GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATT 
GGGCGTAAAGCGCTCGCAGGCGGTCCTTTAAGTCTGATGTGAAATCTCGCGGCTCAACCGCGAACGGTCA 
TTGGAAACTGGAGGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAG 
ATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGG 
GAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTCC 
GCCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAA 
AAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGTCTTGACATCCTCTGCTATTCCTAGAGATAGGAAGTTCCCTTCGGGGACAGAGTGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAG 
TTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGAAGCAAAACC 
GCGAGGTCAAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGC 
CGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCACGAGAGTTGGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGG 
ACCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|265678646|ref|NR_028951.1| Corynebacterium appendicis strain IMMIB 
sequence 

CGTGCTTAACACATGCAAGTCGGAACGGAAAGGCCTCTGCTTGCAGGGGTACTCGAGTGGCGAACGGGTG 
AGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGA 
CGATGGTTTGGATGCCATTGTGGAAAGTTTTTTCGGTGTGGGATGAGCTCGCGGCCTATCAGCTTGTTGG 
TGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGA 
GATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGC 
GACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGTCAGGGACGAAGCGAAAGTGACGG 
TACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTC 
CGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGGAATACCGCAGCTTAACTG 
CGGGGTTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGG 
AATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGC 
GAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTG 
AGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCG 
AAGAACCTTACCTGGGCTTGACATACACCGGACCGGGCCAGAGATGGTCTTTCCCTTGTGGCTGGTGTAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTCTTATGTTGCCAGCATTTGGTTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGC 
AGCGATACTGTGAGGTGGAGCTAATCGCCTAAAGCCGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACC 
CCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGCGGCCCAAACGTGTTAGGGAGCTGTC 
GAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACT 


>gi|265678645|ref|NR_028950.1| Planomicrobium psychrophilum strain CMS 
sequence 

GGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGGAACTTTGGGAGCTTGCTCCTTTGGTTC 
AGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGC 
TAATACCGAATAGTTTGTTTCGCCTCCTGGCGAGACACGGAAAGACGGTTTCGGCTGTCACTGCAGGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAATGCCGCGTGAGTGACGAAGGTTTTCGGATCGTAAAACTCTGTT 
GTGAGGGAAGAACAAGTACCAGTTAACTACTGGTACCTTGACGGTACCTCACCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGCGGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAGAAC 
TTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCA 
GTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCA 
GCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 


R-3491 16S ribosomal RNA, partial 


530r 16S ribosomal RNA, partial 


CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCC 
GCTGACCGCCCAGGAGACTGGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAG 
TTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGCCAACCCGCGAGGGGGAGCCA 
ATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTA 
ATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
TTTGTAACACCCGAAGTCGGTGAGGTAACCACTTGTGGAGCCAGCCGCCGAAGGTGGGACAGATATTGGG 
GTGAAGTCGA 


>gi|265678644|ref|NR_028949.1| Lactobacillus mindensis strain TMW 1.80 16S ribosomal RNA, complete 
sequence 
GACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAACCATCCTGAAGATTGAAGCTTGCTTCA 
TGATTCAGACCTTGGTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTAAAGTGGGGGATAA 
CATCTGGAAACAGGTGCTAATACCGCATAACAACAGTCTTCACATGATCACTGTTTAAAAGATGGCTCTG 
CTATCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGATGATA 
CGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAG 
CAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGG 
ATCGTAAAACTCTGTTGTTGAAGAAGAATATGCGTGAGAGTAACTGTTCACGTACTGACGGTATTCAACC 
AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTAT 
TGGGCGTAAAGAGAATGTAGGCGGTTTATTAAGTTTGAAGTGAAAGCCCTCGGCTCAACCGAGGAAGTGC 
TTCGAAAACTGGTAAACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGA 
TATATGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGATTCGAAAGCATGG 
GTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTC 
CGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGATCGCAAGATTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATACCATGAAAAGCTAAGAGATTAGTCTTTCCCTTCGGGGACATGGATACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATCA 
GTTGCCAGCATTCAGTTGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGT 
CAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGTGCTGCGAACT 
CGCGAGGGCAAGCAAATCACTTAAAACCGATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAG 
CTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGGGGTAACCCTTCGGGGAACTAGCCGCCTAAGGT 
GGGACAAATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTT 
CTGG 


>gi|265678643|ref|NR_028948.1| Psychrobacter nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATG 
GTAGCTTGCTACCAGGCGTCGAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGA 
TAGCACGGGGAAACTCGTATTAATACCGCATACGACCTACGGGAGAAAGGGGGCAGTTTACTGCTCTCGC 
TATTAGATGAGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCT 
GGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAA 
AGCACTTTAAGCAGTGAAGAAGACTCTTCGGTTAATACCCGGAGACGATGACATTAGCTGCAGAATAAGC 
ACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGAA 
ACTGTTAGGCTAGAGTAGGTGAGAGGGAAGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGA 
AGGAATACCGATGGCGAAGGCAGCTTCCTGGCATCATACTGACACTGAGGCTCGAAAGCGTGGGTAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTT 
AGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCT 
TGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAG 
CGGGTTAAGCCGGGAACTCTAAGGATACTGCCAGTGACAAAC TGGAGGAAGGCGGGGACGACGTCAAGTC 
ATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGAT 
GTGATGCGAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAA 
TCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGATTGCACCAGAAGTGGATAGCTTAACCTTTGGGGAGGCGTTCACCACGGTGTGGTTGA 
TGACTGGGGTGAAGTCGTAACAAGGTAA 


>gi|265678642|ref|NR_028947.1| Petrotoga olearia strain SL24 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGGTAAACGCTGGCGGCGTGCGTAACACATGCAAGTCGGACGGGCCATTACTCTTCGGAGT 
GATGGTTAGTGGCGAACGGGTGAGTAAAAGGTAGGGACCTACCCCGAGGACAGAGATAGCTACTGGAAAC 
GGTAGGTAAACTCTGATAAGCCCGAGAGGGGAAAGTGGGAGACAGCCTTGGGATGGACCTACTATCCATC 
AGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCGATGACGGATAACCGGTGTGAGAGCATGTACGGTCACA 
AGGGCACTGAGACACGGGCCCTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGC 
CTGATCCAGCGACGCCGCGTGAAGGAAGAAGTCCTTCGGGATGTAAACTTCTGAACTAATCGAATAAGAG 
GGTAGTGGACACACTACAGAAGAAGGTAGAT TAGGAAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAAGACGTAGGGGGCGAGCGTTGCCCGGAATCACTGGGTGTAAAGGGGACGTAGGCGGATGATCAAGTCA 
TCTGTGAAAAGGTTGCTCAACGATTGGCTTGCGGATGAAACTGGTCATCTTGGGCGTAGCAGAGGTAGAC 
GGAATTACCTGAGTAGGGGTGAAATCCGCAGATACAGGTAAGAACGCCGGTGAAGAAGTTGGTCTACTGG 
GCTACAGCTGACGCTGAGGTCCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTG 
TAAACGATGCTCACTAGGTGTAGGGAGCGAAAGACTCTCTGTGCTGAAGCGAACGCGATAAGTGAGCCAC 


CTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGAAGCTAACCGAAGAACCTTACCAGGGATTGACATGTAACTGAAGGTAGAGAAATCTACT 
GGCCTACCGTAAGGTAGGAGGT TACACAGGTGGTGCACGGTCGTCGTCAGCTCGTGCCGTGAGGTGTTGG 
GTTAAGTCCCACAACGAGCGCAACCCCTACAATTAGTTACCAGCAAGTAAAGTTGGGGACACTAATTGGA 
CAGCCGCCGACGAGGCGGAGGAAGGAGGGGATGACGTCAGATAAGCGTGCCCCTTATACTCTGGGCGACA 
CACGTGCTACAATGGGGAGGACAAAGGGAAGCGAAGCCGTGAGGTGGAGCGGATCCGGAAAAACTCTCCG 
TAATATGGATTGTAGGCTGAAACCCGCCTACATGAAGCTGGAATCGCTAGTAATCGCAGGTCAGCCAAAC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCACCCGAGTTGGGAACACCTGAAGG 
CAGTACGGTAGGTACTGTTGAAGGTGGGCTTGGCGAGGGGGGCGAAGTCGTAACAAGGTAGGTGTACCGG 
AAGTG 


>gi|265678641|ref|NR_028946.1| Vibrio agarivorans strain 289 16S ribosomal RNA, complete sequence 
TTGATTCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACTTAAC 
TGAACCTTCGGGGAACGTTAAGGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAATATGCCTTGAT 
GTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAATGCTTTCGGGCCAAAGAGGGGGACCTTCG 
GGCCTCTCGCGTCAAGATTAGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACG 
ATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTT 
CGGGTTGTAAAGCACTTTCAGTCGTGAGGAAGGTAGTGTAGTTAATAGCTGCATTATTTGACGTTAGCGA 
CAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAAT 
TACTGGGCGTAAAGCGCATGCAGGTGGGTGATTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAAC 
AGCATTTGAAACTGGTCACCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGT 
AGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCC 
TTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 
CAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCT 
TACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCT 
TGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACG 
ACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCA 
AGCTAGCGATAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCAT 
GAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGCTCACCACT 
TTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACCTCCT 
TT 


>gi|265678640|ref|NR_028945.1| Mycobacterium holsaticum strain 1406 16S ribosomal RNA, partial sequence 
TTTGTTTGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
GAAAGGCCCTTTCGGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTT 
GGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGACCATGGGATGCATGTCTTGTGGTGGAAAGCT 
TTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACG 
GGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGG 
GTTGTAAACCCCTTTCAGTACCGACGAAGCGTAAGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAG 
GTGGTTTGTCGCGTTGTCCGTGAAAACTCACAACTCAATTGTGGGCGTGCGGGCGATACGGGCAGACTGG 
AGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGC 
TAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACA 
GGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGCGTTATGGCGG 
GGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTA 
TGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCC 
TTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATC 
GCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTC 
GGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGG 
ACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|265678639|ref|NR_028944.1| Microbacterium aerolatum strain V-73 16S ribosomal RNA, partial sequence 
GGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTTGGATAAGCGCTGGAAACGGCGTCTAA 
TACTGGATACGAGTAGCGATCGCATGGTCAGTTACTGGAAAGATTTTTTAGTTGGGGATGGGCTCGCAGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
GAAGCCTGATGCAGCAACGCCGCGTGADGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAG 
AAGCGAGAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAT 
CCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAAC 
TGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTT 
GGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTA 


ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCT 
TTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACA 
ATGGCCGGTACAATGGGCAGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATT 
GAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAA 
CCCCTTGTGGGAGGG 


>gi|265678638|ref|NR_028943.1| Caminibacter hydrogeniphilus strain AM1116 16S ribosomal RNA, partial 
sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGGGGCAGCAGGCCGGGACTTCGGTCCCGGTGCTGGC 
GACCGGCGGACGGGTGCGTAACACGTAGCTACTTGCCCTCCAGAGGGGGATAACCCGGGGAAACCCGGGC 
TAATACCGCATATACCCGAGAGGGGAAAGGTCGTAAGACCGCTGGAGGATAGGGCTGCGGCGTATCAGCT 
AGTTGGTGGGGTAACGGCCTACCAAGGCGATGACGCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGG 
AACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCATGGGCAATGGGCGAAAGCCTGA 
CCCTGCAACGCCGCGTGGAGGAAGAAGCCCTTCGGGGTGTAAACTCCTTTTCTGGGGGAAGAGAGAGACG 
GTACCCCAGGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGAGCGAGCGTTAC 
TCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCTTGGTAAGTTGGGAGTGAAATCCCACGGCTCAACC 
GTGGAACTGCTTCCAAAACTGCCAAGCTAGAGTCCGGGAGAGGCCGAGGGAATTCCTGGTGTAGGGGTGA 
AATCCGTAGAGATCAGGAGGAATGCCGAAAGCGAAGGCGCTCGGCTGGAACGGAACTGACGCTGAGGCAC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGGTACTAGTGGTT 
GGGGGGATAGTCCCCCAGTCACGCAGCTAACGCGATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATAGACGGGGACCCGAACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAA 
GAACCTTACCTGGGCTTGACATCCGGGGAACCTCCCAGAGATGGGGAGGGTGCCAACTTTCGGTTGGAAC 
CCCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCCTGCCCCTAGTTGGCAGCAGTTCGGCTGGCCACTCTAGGGGGACTGCCCGGGTAACCGGGAGG 
AAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGCCCAGGGCGACACACGTGCTACAATGGCGAGGA 
CAAAGAGAGGCAAACCCGCGAGGGGGAGCAAATCTCAAAACCTCGTCTCAGTTCGGATTGTAGTCTGCAA 
CTCGACTACATGAAGGCGGAATCGCTAGTAATCGTGGATCAGCCATGCCACGGTGAATACGTTCCCGGGT 
CTTGTACTCACCGCCCGTCACACCATGGGAGTCGGGCTCACCCGAAGTCGGTATCCCCAAGATGGGGGCC 
GCCGACGGTGGGT 


>gi|265678637|ref|NR_028942.1| Chryseobacterium defluvii strain B2 16S ribosomal RNA, partial sequence 
GTAGAACGCTAGCGGGAGGCCTAACACATGCAAGCCGAGCGGTAGAGTCTCTTCGGAGACTTGAGAGCGG 
CGTACGGGTGCGGAACACGTGTGCAACCTGCCTTTATCAGGGGGATAGCCTTTCGAAAGGAAGATTAATA 
CCCCATAATATATTTTGAGGCATCTTAAGATATTGAAAACTCCGGTGGATAAAGATGGGCACGCGCAAGA 
TTAGATAGTTGGTGGGGTAACGGCCTACCAAGTCAATGATCTTTAGGGGGCCTGAGAGGGTGATCCCCCA 
CACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGCGA 
GCCTGATCCAGCCATCCCGCGTGAAGGACGACGGCCCTATGGGTTGTAAACTTCTTTTGTACAGGGATAA 
ACCTTTCCACGTGTGGAAAGCTGAAGGTACTGTACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGATCASTAAGT 
CAGTGGTGAAATCTCATAGCTCAACTATGAAACTGCCATTGATACTGCTGGTCTTGAGTAAGGGTAGAAG 
TAGCTGGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAACACCAATTGCGAAAGCAGGTT 
ACTATGTCTTAACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGCTAACTCGTTTTTGGGTTTTCGGATTCAGAGACTAAGCGAAAGTGATAAGTTAGCC 
ACCTGGGGAGTACGAACGCAAGTTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATTAT 
GTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGGGAATTGATCGGTTTAGAAATAG 
ACCTTCCTTCGGGCAATTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTAGGTTAA 
GTCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCCATCATTAAGTTGGGGACTCTAGTGAGACTGCCTA 
CGCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCCACACACGTAA 
TACAATGGCCGGTACAGAGGGCAGCTACACAGCGATGTGATGCAAATCTCGAAAGCCGGTCTCAGTTCGG 
ATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTCTGGGGTACCTGAAGTCGGTGACC 
GTAAAAGGAGCTGCC 


>gi|265678636|ref|NR_028941.1| Corynebacterium aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial 
sequence 
AACACATGCAAGTCGAACGGAAAGGCCAGTGCTTGCACTGGTACTCGAGTGGCGAACGGGTGAGTAACAC 
GTGGGTGATCTGCCTTGCCACTCTGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATATGAACTGCCT 
TTAGTGTGGTGGTTGGAAAGTTTTTTCGGTGCAAGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTA 
ATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGATACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCG 
CGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGT 
ATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATT 
ACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTTCGGGCGT 
GCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGC 
AGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTTACTGACGCTTGAGGAGCGAAAGC 
ATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTAGGGGGC 
TTCCACGTCTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAAC 
CTTACCTGGGCTTGACATACACCAGATTGCTGCAGAGATGTAGTGTCCCTTGTGGTTGGTGTACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTT 


ATGTTGCCAGCATTTGGTTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGCAGCGA 
CACTGTGAGGTGGAGCGAATCGCTGAAAGCCGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATG 
AAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTAAACTTGTTAGGGAGCTGTCGAAGG 
TGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTACCCGTACCGGAAGGTGCGGCTGGATCACCTTCTT 
TCTAA 


>gi|265678635|ref|NR_028940.1| Mycobacterium palustre strain E846 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGG 
GGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTCGGGATAAGCCTGGGAA 
ACTGGGTCTAATACCGGATAGGACCTTTAGGCGCATGCCTTTTGGTGGAAAGCTTTTGCGGTGTGGGATG 
GGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGA 
GGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTC 
AGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTG 
TTCGTGAAAACCGGGGGCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGA 
CTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCT 
GGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGC 
ATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGAT 
AGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACA 
CATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTAAAGCCGGTCTCA 
GTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCA 
GTGGCCTAACCCTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTA 
GCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus strain GraTa 2 16S ribosomal RNA, partial sequence 
AGAGTTTGATNNTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCGACTGGAATTCACT 
TTCGGGTGATAGTACGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTCTAGACTGGGACAACT 
GTTGGAAACGACAGCTAATACCGGATATTATGGAACTGTGACATCGCAGATCTATGAAAGGCTATATGCG 
CTAGAGGAGAGCTTTGCGTCCCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGGGTAGC 
CGGCCTGAGAGGGTGATCGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGGTCTTCGGATCGT 
AAAGTGCTTTCAGGTGGGAAGAAGCAAGTGACGGTACCACCAGAAGAAGCGACGGCTAAATACGTGCCAG 
CAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGTCTAGGCGGCCT 
ATTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGGAAGGCTAGAGTATCAG 
AGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCC 
AGCTCACTGGATGAATACTGACGCTAAAGCGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTA 
GTCCACGCCGTAAACGATGATCACTAAGTGTGGGGGGTCGAACCTCCGTGCTCAAGCTAACGCGATAAGT 
GATCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCCCTTGACATCCCAAGAACTTAGCAGAG 
ATGCTTTGGTGCCTTTCGGGGGAACTTGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTATGTTACCATCATTAAGTTGGGGACTCATGC 
GAGACTGCCTGCGACGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGGGCTGGGC 
TACACACGTGCTACAATGGGCAGTACAGAGAGTCGCGATCCCGCGAGGGGGAGCCAATCTCAGAAAGCTG 
TTCTTAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTTGGAATCGCTAGTAATCGCAAATCAGCA 
ATGTTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTG 
AAGTAGCAGGCCTAACCCTTCGGGGGAGGGATGTTCCTAAGGTGTGATTAGCGATTGGGGTGAAGTCGTA 
ACAAGGTATCCGTACGGGAACGTGCGGATGGATCACCTCCTTTCT 


>gi|265678633|ref|NR_028938.1| Morganella morganii strain M1ll 16S ribosomal RNA, partial sequence 
TGGGTTTGATCATGCCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGGGCGGTAACAGGG 
AGAAGCTTGCTTCTCGCTGACGAGCGGCGGACGGGTGAGTAATGTATGGGGATCTGCCTGATGGCGGGGG 
ATAACTACTGGAAACGGTAGCTAATACCGCATAATGTCTTCGGACCAAAGCGGGGGACCTCCGGGCCTCG 
CGCCATCAGATGAACCCATATGGGATTAGCTAGTAGGTGAGGTAACGGCTTACCTAGGCGACGATCCCTA 
GCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGT 
AAAGTACTTTCAGTCGGGAGGAAGGTGTCAAGGTTAATAACCTTGGCAATTGACGTTACCGACAGAAGAA 
GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGC 
GTAAAGCGCACGCAGGCGGTTGATTGAGTCAGATGTGAAATCCCCGGGCTTAACCCGGGAATTGCATCTG 
ATACTGGTCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGT 
GGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGTTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCG 
TGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACT 
CTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCC 


AGCGCGTGATGGCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGGGAAGCGACCCCGCG 
AGGGCAAGCGGAACTCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGG 
AATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTCCGGGAGGGCGCTTACCACTTTGTGATT 
CATGACTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|265678631|ref|NR_028936.1| Roseospira marina strain CE2105 16S ribosomal RNA, partial sequence 
GGACGAACGCGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCTCTCTTCGGAGAGAGTGGCGCACGG 
GTGAGTAACACGTGGGAACCTACCCTGAGGTTCGGAATAACCATTGGAAACGATGGCTAATACCGAATGT 
CCCCTGCGGGGGAAAGATTTATCGCCTTGGGATGGGCCCGCGGTCGATTAGCTAGTTGGTGTGGTAACGG 
CGCACCAAGGCGACGATCGATAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTG 
AGTGATGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGGTGGGACGATGATGACGGTACCACCAGAAGAAGC 
CCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGT 
AAAGCGCGCGTAGGCGGCTATGCCAGTCAGAGGTGAAAGCCCAGGGCTCAACCCTGGAACGGCCTTTGAT 
ACTGCATAGCTTGAGTTCGGGAGAGGGGTATGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGG 
AAGAACACCAGTGGCGAAGGCGGTACCCTGGCCCGAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATGTCGGGGNGCATGCGTNTCG 
GTGTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTT 
GACATCCCGTGACCGCTCCGGAGACGGAGTTTCCCCTTCGGGGGCACGGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTCAGTTGCCATC 
AGTTCGGCTGGGCACTCTGAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGACTACAATGGGCAGCGACACGGCGACGT 
GAAGCTAATCTCCAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGTCGGAATCG 
CTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTTGGCTCTACCCGAAGACGGTACGCTAACCGCAAGGAGGCAGCCGGCCACGGTAGGGTCAGCGA 
CTGGGG 


>gi|265678630|ref|NR_028935.1| Kytococcus schroeteri strain Muenster 2000 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCGG 
GTGCTTGCACTCGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCATCACTCTGGGAT 
AAGCGCTGGAAACGGCGTCTAATACTGGATACGACCAACCCTTGCATGGGGTGTTGGTGGAAAGATTTAT 
CGGTGGTGGATGGACTCGCGTCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTA 
GCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTG 
TAAACCTCTTTCAGCAGGGAAGAAGCTTTTGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGG 
TTTGTCGCGTCTGCTGTGAAAATCTGGGGCTTAACCCTGGACGTGCAGTGGGTACGGGCAGACTAGAGTG 
TGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGA 
AGGCAGGTCTCTGGGCCATTACTGACGCTGAGAAGCGAGAGCATGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCATGCCGTAAACGTTGGGCGCTAGGCGTGGGTCTCATTCCACGAGATCCGTGTCGAAGCTAAC 
GCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGGAC 
AGTCCCAGAGATGGGATCTTCTTCGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACT 
CATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCT 
TGGGCTTCAAGCATGCTACAATGGCCGGTACAGAGGGTTGCGATGCCGTGAGGTGGAGCGAATCCCAAAA 
AACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCTTGTGGGAGGAGCCGTCTAAGGTGGGACCGGTGATTGGGACTAAGTC 
GTAAC 


>gi|265678629|ref|NR_028934.1| Acetobacterium tundrae strain Z 4493 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGACGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGCGACGAAGGTGCTTGCACC 
TTCAGAGAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTACCCTTTGGAAAGGAATAGCCTCGGGAAA 
CTGGGAGTAATGCCTTATAAGATGCGAGAGCCGCATGGCTATTGTATTAAACGCTCCGGCGCCATAGGAT 
GGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATGGGTAGCCGGTCTGAG 
AGGGCGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGT 
TATTGGGGAAGAAAAAAAGACGGTACCCAAGAAGAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGGACAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTCAGA 
TGTGAAAGGTTACGGCTCAACCGTAGACATGCATTTGAAACTGAAAGACTTGAGTATTGGAGAGGCAAGT 
GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGG 
ACAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGTTAACACAATAAGCACTCCGCCTGGGGA 
GTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAATCCGAGAGATCGGACGTTCCCT 
TCGGGGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTTAGTTGGGCACTCTAAGCAGACTGCCGTGGATAA 
CACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAAT 


GGTCTGAACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGTTCGGATTGT 
AGGCTGAAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATGCGT 
TCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGACAACCG 
TAAGGAGTCAGCTGCCGAAGGTGGGGTCGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAG 
GTGCGGTG 


>gi|265678628|ref|NR_028933.1| Fusobacterium equinum strain VPB 4027 16S ribosomal RNA, partial sequence 
TGAGTTTGATCCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCAACTCGAGTCTTCG 
GACTTGGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCTCTTAGTCTGGGACAACATCTGGAAAC 
GGATGCTAATACCGGATATTATGCTTTTTTCGCATGGAGAAAGCATGAAAGCTACATGCGCTAAGAGAGA 
GCTTTGCGTCCCATTAGCTCGTTGGTGAGGTAACGGCTCACCAAGGCAATGATGGGTACCCGGCCTGAGA 
GGGTGAACGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGTTTTTCGGAATGTAAAGTGCTTT 
CAGTCGGGAAGAAGAAAGTGACGGTACCGACAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGT 
AATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGCAAGGAAAGTCTG 
ATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTTACTAGAGTACTGGAGAGGTAGGC 
GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCTACTGG 
ACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGATGATTACTAGGTGTTGGGGGTCAAACCTCAGCGCCCAAGCTAACGCGATAAGTAATCCGCCTG 
GGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGACGCAACGCGAGGAACCTTACCAGCGTTTGACATCCTACGAACGGTGCAGAGATGCGCCGGT 
GCCCCTTCGGGGGAACGTAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCCTATCGTATGTTACCAGCCTTCAGTTGGGGACTCATGCGATACTGCC 
TGCGACGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACGCTGGGCTACACACGT 
GCTACAATGGGTAGTACAGAGAGCCGCAAACCCGCGAGGGGGAGCAAATCTCAGAAAACTATTCTTAGTT 
CGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCAATGTTGCGG 
TGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTGGGTTGCACCTGAAGTAGCAG 
GCCTAACCTTAGGGAAGGATGCTCCGAGGGTGTGGTTCGCGATTGGGGTGAAGTCGTAACAAGGTAGCCG 
TA 


>gi|265678627|ref|NR_028932.1| Knoellia subterranea strain HKI 0120 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATCCTCGGAGCTTGCTTCGG 
GGTGAGCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGAATAAGCGCTGGAAA 
CGGCGTCTAATACCGGATATGACACGCTTCCGCATGGGGTGCGTGTGGAAAGTTTTTTCGGTTGGGGATG 
GACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGA 
GGGCGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTC 
AGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCT 
GCTGTGAAAATCCGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGA 
CTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCT 
GGGCCACTACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGC 
CGTAAACGTTGGGAACTAGGTGTGGGTCTCATTCCACGAGATCCGTGCCGCAGCTAACGCATTAAGTTCC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGC 
ATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACATTCAGAGAT 
GGGTGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGAGGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACAC 
ATGCTACAATGGCCGGTACAAAGGGCTGCGAAACCGTGAGGTGGAGCGAATCCCAAAAAACCGGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCACAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAG 
CCGTACCGG 


>gi|265678626|ref|NR_028931.1| Knoellia sinensis strain HKI 0119 16S ribosomal RNA, partial sequence 
CTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACCCTTGGAGCTTGCTC 
CAGGGTGAGCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGAATAAGCGCTGG 
AAACGGCGTCTAATACCGGATACGACACGCCTCCGCATGGGGAGCGTGTGGAAAGTTTTTCGGTCTGGGA 
TGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGA 
GAGGGCGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGT 
CTGCTGTGAAAATCCGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCT 
CTGGGCCACTACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGTTGGGCGCTAGGTGTGGGACTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACATTCAGAG 
ATGGGTGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGGACTCATAGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAGGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAC 
ACATGCTACAATGGCCGGTACAAAGGGCTGCGAAACCGCAAGGTGGAGCGAATCCCAAAAAACCGGTCTC 


AGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCC 
GGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGT 
AGCCGTACC 


>gi|265678625|ref|NR_028930.1| Stenotrophomonas rhizophila strain e-pl0 16S ribosomal RNA, partial 
sequence 
CTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGGTGGCGAGT 
GGCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAAT 
ACCGCATACGACCTTCGGGTGAAAGCAGGGGACCTTCGGGCCTTGCGCGGATAGATGAGCCGATGTCGGA 
TTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAA 
GCCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAA 
AGCAGTCGATTAATACTCGGTTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCA 
GCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTGTT 
TAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGCGACTAGAGTGTGGTA 
GAGGGTAGTGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCATGGCGAAGGCA 
GCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAACTAACGCGTTAA 
GTTCGCCGCCTGGGGAGTACGGTCGCAAGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTCGAGAACTTTCCAGA 
GATGGATTGGTGCCTTCGGGAACTCGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACAGTAATGGTGGGAACTCTAA 
GGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGG 
CTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCCCAGAAACCC 
TATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGC 
ATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCA 
GAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAAC 
AAGGTAGCCGTATCGGAAGGTGCGGCT 


>gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis strain 520-20 16S ribosomal RNA, complete sequence 
GTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGGTGC 
TTGCACCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCT 
CGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCA 
GATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCT 
GAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCAC 
TTTAAGTTGGGAGGAAGGGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACAGAATAAGCACCGG 
CTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGA 
CAAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAA 
CACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGG 
CGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACA 
TCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGT 
AATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCAT 
GGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGA 
GCTAATCCCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCT 
AGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACT 
GGGGTGAAGTCGTAACAAGGTAGCCGTAGGCCACGGTGTGATTCATGACTGGGGTGAA 


>gi|265678623|ref|NR_028928.1| Nesterenkonia lacusekhoensis strain EL-30 16S ribosomal RNA, partial 
sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTGGTGCTTGCACCGGGTGGATTAGTGGCGAA 
CGGGTGAGTATCACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGG 
ATACGACCAGTCACCGCATGGTGTGCTGGTGGAAAGCTTTAGCGGTTTTGGATGGACTCGCGGCCTATCA 
GCTAGACGGTGAGGTAATGGCTCACNGTGGCGATGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGTGGGATGACGGCCTTCGGGTTGTAAACCACTTTCAGCAGGGAAGAAGCTT 
TTTGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGC 
GAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGG 
GGCTTAACCCCGGGTGTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACG 
CTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCA 
CTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAANGCATTAAGTGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGACCGCCCTAGAGATAGGGTTTCCCTTCGG 
GGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCCTATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGC 


CGGTACAGTGGGTTGCGATACTGTGAAGTGGAGCTAATCCCTAAAAGCCGGTCTCAGTTCGGATCGAAGT 
CTGCAACTCGACTTCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCCAACCCTT 
GTGGGGGGAGCCGTCGAAGGTGGGACGAGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGA 


>gi|265678622|ref|NR_028927.1| Sporomusa ovata strain H 1 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGAGTTACT 
TGTAACTCCTAGTGGCGAACGGGTGAGTAACGCGTAGACAACCTGCCTCTAAATTGGGGACAACACCGCG 
AAAGTGGTGCTAATACCGAATGTGGTATCTTGGTCGCATGACTGAGATAAGAAAGGTGGCCTCTGAATAT 
GCTACCGCTTAGAGATGGGTCTGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTGCGAT 
CAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCG 
GATTGTAAAGCTCTGTCGTTTGGGACGAACGTATTCTATGTAAATAATGTAGAGTAATGACGGTACCAAA 
GGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATT 
ATTGGGCGTAAAGGGCGTGTAGGTGGATGTTTAAGTCGTGTGTCTAAGTGCGGGGCTCAACCCCGTATAG 
GCGCAGGAAACTGGAGATCTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTA 
GATATTGGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTGTCTGACACTGAGGCGCGAAAGCCA 
GGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGAGGGTAT 
CGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCT 
TACCAGGACTTGACATTGAGTGAAAGCTTAAGAGATTAGTTCCTTTCTTCGGAGACACGAAAACAGGTGG 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCT 
TTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATG 
ACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGCTTAAACAAAGCGAAGC 
AAGCCCGCGAGGGTAAGCCAAACGCATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCCTCCG 
TGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCACGAAAGTTGACAACACCCGAAGCCGGTGGGGTAACCCGCCCGTCACACCACGAAAG 
TTGACAACACCCGAAGCCGGTGGGGTAACC 


>gi|265678621|ref|NR_028926.1| Vibrio lentus strain 40M4T 16S ribosomal RNA, complete sequence 
AGAGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACA 
CTATCTGAATCTTCGGATGCTTTAGATGGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGC 
CTTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATGCCTACGGGCCAAAGAGGGGGA 
TCTTCGGACCTCTCGCGTCAAGATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAG 
GCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAA 
GGCCTTCGGGTTGTAAAGTACTTTCAGTTGTGAGGAAGGGTGTGTAGTTAATATCTGCGCATCTTGACGT 
TAGCAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTCATTAAGTCAGATGTGAAAGCCCGGGGCTCAACCT 
CGGAACTGCATTTGAAACTGGTGAACTAGAGTGCTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAA 
ATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGACACTGACACTCAGATGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTT 
GTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATT 
AAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAA 
GAACCTTACCTACTCTTGACATCCAGAGAAGCCAGCGGAGACGCAGGTGTGCCTTCGGGAGCTCTGAGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTG 
GGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGG 
GCAGCAAGCTAGCGATAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGA 
CTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGCTC 
ACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCA 
CCTCCTTATACGAAGATAC 


>gi|265678620|ref|NR_028925.1| Arthrobacter roseus strain CMS90 16S ribosomal RNA, partial sequence 
TGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCT 
AGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAA 
GCCTGGGAAACTGGGTCTAATACTGGATATGACTTTTCACCGCATGGTGGATTGTGGAAAGAATTTTGGT 
TTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATAGCTCACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAATGCCTTCGGGTTGTAAA 
CCTCTTTCAGCAGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGT 
CGCGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGATGTA 
GGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCA 
GGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATT 
AAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACTGGAAACACC 
TGGAGACAGGTGCCCCGCTTGCGGCCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCAT 
AGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGG 
GCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGC 


CGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACC 
CGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCG 
TAACAAG 


>gi|265678619|ref|NR_028924.1| Kocuria polaris strain CMS 76or 16S ribosomal RNA, partial sequence 
TGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCC 
AGCTTGCTGGGCGGATTAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCTTGACTCTGGGATAA 
GCCTGGGAAACTGGGTCTAATACTGGATACTACCGTCCACCGCATGGTGGGTGGTGGAAAGGGTTTTACT 
GGTTTTGGATGGGCTCACGGCCTATCAGCTTGTTGGTGGGGTAATGGCTCACCAAGGCGACGACGGGTAG 
CCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGT 
AAACCTCTTTCAGTAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGT 
TTGTCGCGTCTGCTGTGAAAGCCCGGGGCTCAACCCAAGGGTCTGCAGTGGGTACGGGCAGACTAGAGTG 
CAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGA 
AGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAAC 
GCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATTCACCGGAC 
CGCCCCAGAGATGGGGTTTCCCTTCGGGGCTGGTGGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGA 
CTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAA 
AAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTA 
CACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAA 
GTCGTAACAA 


>gi|265678618|ref|NR_028923.1| Methylocapsa acidiphila strain B2 16S ribosomal RNA, partial sequence 
GTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCCCCGCAAGGGG 
AGTGGCAGACGGGTGAGTAACGCGTGGGAACATACCCTTCGGTTCGGAATAGCTCAGGGAAACTTGGATT 
AATACCGGATACGTCCGCAAGGAGAAAGATTTATCGCCGAAGGATTGGCCCGCGTCTGATTAGCTAGTTG 
GTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTG 
AGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG 
CCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCTGGGAAGATAATGACGGTACC 
AGGAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGA 
TTTACTGGGCGTAAAGCGCACGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGA 
ACTGCCTTTGATACTGGAGATCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTC 
GTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTAGGCA 
GCTTGCTGCTTAGTGGCGCAGTTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACC 
TTACCAGCTCTTGACATGCCTTGGACGGTTACCAGAGATGGTTTCCTCTCTTCGGAGCCAGGGACACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGC 
CCTTAGTTGCCATCATTTAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGA 
TGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGACG 
CAAAGGGGTGACCCCTAGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCA 
TGAAGGTGGAATCGCTAGTAATCGTAGATCAGAACGCTACGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGTTTTGCTAACCGCAAGGGGGCAGGCGACCAC 
GGTAGGGTCAGCGAC 


>gi|265678617|ref|NR_028922.1| Aerococcus urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial 
sequence 
CGAACTGAGCCAGTGCTTGCACTCCTGACGTTAGCGGCGAACGGGTGAGTAACACGTAAGGAATCTACCG 
ATAAGCGGGGGATAACATCCGGAAACGGGTGCTAATACCGCATAGTAATCCATGTCGCATGACAGGGATT 
GGAAAGACGGCTCTGCTGTCACTTATCGATGACCTTGCGGTGCATTAGTTAGTTGGTGGGGTAACGGCCT 
ACCAAGACGATGATGCATAGCCGACCTGAGAGGGTGTCGGCCACATTGGGACTGAGACACGGCCCAAACT 
CCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTG 
AAGAAGGTTTTCGGATCGTAAAACTCTGTTGTGAGTGAAGAACAAGTTGTAATTAACTACTACAACCTTG 
ACGGTAGCTCACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGT 
TGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTTA 
ACCGTGGAAGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGG 
TGGAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGG 
CTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGT 
GTTGGAGGGTTTCCAACCTTCAGTGCCGCAGTTAACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCA 
AGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGAAGAACCTTACCAAGTCTTGACATCCTCTGACCACCCTAGAGATAGGGCTTTCCCTTCGGGGACAGA 
GTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTATCGTTAGTTGCCAGCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAG 
GTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATGGTACAA 
CGAGCCGCAAACTCGCGAGGGTAAGCGAAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGTCTGCAAC 
TCGACTACATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTT 


>gi|265678615|ref|NR_028920.1| Clostridium uliginosum strain CK55 16S ribosomal RNA, partial sequence 
GTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAGCTTCTTC 
GGAAGTGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGTGGGGGATAGCCTTCC 
GAAAGGAAGATTAATACCCTATAAGATTGTAGCTTCGCATGAAGTAGCAATAAAAGGAGCAATCCGCTAT 
GAGATGGACCCGCGTCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTAGCCGAC 
CTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAAC 
TCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAAGTG 
GGATGTGAAATGCTCGGGCTTAACCCGAGAGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAA 
AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTTTC 
TGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAATACTAGGTGTGGGGGTTGTCATGACCTCCGTGCCGCCGCTAACGCATTAAGTATTC 
CGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCTTAATCGA 
GGAAGTCCCTTCGGGGACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTG 
CCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACAC 
GTGCTACAATGGCAAGTACAGAGAGATGCTAAACCGTCGAGGTGGAGCCAAACTTCAAAACTTGTCTCAG 
TTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGT 
GAGCTAACCCGTAAGGGAGGCAGCGACCTAAGGTAGG 


>gi|265678614|ref|NR_028919.1| Caloranaerobacter azorensis strain MV1087 16S ribosomal RNA, partial 
sequence 
AGTCGATCGGGTAGGTGCTTTAATGAACCTTCGGGGGATTTAAAGTACTGAAAGCGGCGGACGGGTGAGT 
AACGCGTGGGGAACCTGCCCTATGCAGGGGGATAGCCTCGGGAAACCGGGATTAATACCCCATAACACTT 
ATGGACCGCATGGTGCATAAGTCAAAGCGTTTAGCGGCATAGGATGGCCCCGCGTCCCATTAGCTAGTTG 
GTGAGGTAACGGCTCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGGACGGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAG 
CGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTAAGGGAAGAAGAATGACGGTAC 
CTTAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGG 
AATCACTGGGCGTAAAGGGTGCGTAGGCGGCCCTGCAAGTCAGGTGTGAAAGGCATCGGCTCAACCGATG 
TGAGCACTTGAAACTGTAGGGCTTGAGTGCAGGAGAGGAGAGCGGAATTCCTAGTGTAGCGGTGAAATGC 
GTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAG 
CGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGG 
GTTAGACCTTCAGTGCCGCAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAAC 
TCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCAAGACTTGACATCCTCCGGACGGCTCTGGAGACAGGGCTTTCCCTTCGGGGACTGGAGAGACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGC 
CTTTAGTTGCCATCAGGTAAAGCTGGGCACTCTAGAGGGACTGCCGGCTAAAAGTCGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCA 
GCGAACCCGTAAGGGGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGTGGGCTGCAACTCGCCCA 
CATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACAC 
ACCGCCCGTCACACCATGAGAGTCGGCAACACCCGAAGCCAGTGGGCTAACCGAAAGGAGGCAGCTGTCG 
AAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAACA 


>gi|265678613|ref|NR_028918.1| Psychrobacter proteolyticus strain 116 16S ribosomal RNA, partial sequence 
ACATGCNAGTCGAGCGGAAACGATGGTAGCTTGCTAGCCAGGCGTCGAGCGGCGGACGGGTGAGTATACT 
TAGGAATCTACCTAGTAGGTGGGGGATAGCACGGGGAAACTCGTATTAATACNGCATACGACCTACGGGA 
GAAAGGGGGCAGTTTACTGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAG 
GCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCC 
GGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGT 
GTGTKAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGAAGACTCTTCGGTTAATACCCGGAG 
ACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGC 
AAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAATCCCCG 
GGCTTAACCTGGGAACTGCATCTGAAACTGTTAGGCTAGAGTAGGTGAGAGGGAGGTAGAATTTCAGGTG 
TAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCTCCTGGCATCATACTGACA 
CTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTA 
CTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGG 
CCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAT 
GCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGA 
ATTAGAATACAGGTGCTGCATGGCTCTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTG 
GAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTA 
GGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTC 
TGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGATAGCTTAACCTTCGG 
GGAGGCGTTCACCACGGTGTGGTTGT 


>gi|265678612|ref|NR_028917.1| Streptomyces melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, 
partial sequence 


GCTTAACACATGCAAGTCGAACGATGAACCGGTTTCGGCCGGGGATTAGTGGCGAACGGGTGAGTAACAC 
GTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACACGCTCC 
CGCATGGGATGTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGG 
TGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGC 
CGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCT 
GCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAA 
TTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACTCCGGGT 
CTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTACCGGTGAAATGCG 
CAGATATCAGGAGGAACACCGGTGGCGAAAGGCGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGC 
GTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGAC 
ATTCCACGTCGTCCGCGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAA 
CCTTACCAAGGCTTGACATACACCGGAAACCTCTGGAGACAGGGGCCCCCTTGTGGTCGGTGTACAGGTG 
GTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTC 
TGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT 
GAGCTGCGAANCCGTGAGGTGGAGCGAATCTCAAAAAGCCCGTCTCAGTTCGGATTGGGGTCTGCAACTC 
GACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGA 
GCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGG 
ATCACCTCCTTAG 


>gi|265678610|ref|NR_028915.1| Anaerostipes caccae strain L1-92 16S ribosomal RNA, partial sequence 
GCGCTTAATACATGTCAAGTCGAACGAAGCATTTAGGATTGAAGTTTTCGGATGGATTTCCTATATGACT 
GAGTGGCGGACGGGTGAGTAACGCGTGGGGAACCTGCCCTATACAGGGGGATAACAGCTGGAAACGGCTG 
CTAATACCGCATAAGCGCACAGAATCGCATGATTCAGTGTGAAAAGCCCTGGCAGTATAGGATGGTCCCG 
CGTCTGATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAGTAGCCGGCTTGAGAGAGTGA 
ACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGGGTAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAG 
GGAAGAAAACAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGTGGCATGGTAAGTCAGAAGTGAAA 
GCCCGGGGCTTAACCCCGGGACTGCTTTTGAAACTGTCATGCTGGAGTGCAGGAGAGGTAAGCGGAATTC 
CTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTCA 
CTGACACTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGAATACTAGGTGTCGGGGCCGTAGAGGCTTCGGTGCCGCAGCAAACGCAGTAAGTATTCCACCTGGGGA 
GTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCTGGTCTTGACATCCCAATGACCGAACCTTAACCGGTTTTTTCTT 
TCGAGACATTGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTATCTTTAGTAGCCAGCATTTAAGGTGGGCACTCTAGAGAGACTGCCAGGGATA 
ACCTGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGGCCAGGGCTACACACGTGCTACAA 
TGGCGTAAACAAAGGGAAGCGAAGTCGTGAGGCGAAGCAAATCCCAGAAATAACGTCTCAGTTCGGATTG 
TAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACG 
TTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGTCAGTGACCCAACC 
GCAAGGAGGGAGCTGCCGAAGGTGGGACCGATAACTGGGGTGAAGTCGTAACAAGG 


>gi|265678609|ref|NR_028914.1| Moraxella canis strain N7 16S ribosomal RNA, partial sequence 
CACATGCAAGTCGAACGAGGTTAGAAAGCTTGCTTTTGATACCTAGTGGCGGACGGGTGAGTAATGCTTA 
GGAATCTGCCTAGTAGTGGGGGATAACTTGGGGAAACTCAAGCTAATACCGCATACGACCTACGGGTGAA 
AGGGGGCGCAAGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACC 
AAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAA 
GAAGGCCTTTTGGTTGTAAAGCACTTTAAGTGGGGAGGAAAAGTTAATGGTTAATACCCATTAGCCCTGA 
CGTTACCCACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTT 
AATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTACTTAAGTCAGATGTGAAAGCCCCGGGCTTAA 
CCTGGGAACTGCATCTGATACTGGGTGACTAGAGTAGGTGAGAGGGGAGTAGAATTCCAGGTGTAGCGGT 
GAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCTCCCTGGCATCATACATGACACGTGAG 
GTGCGAAAGCTGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACCAG 
TCGTTGGGTCTTTTAAAGACTTAGTGACGCAGTTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGC 
AAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAA 
CGCGAAGAACCTTACCTGGTCTTGACATAGTAGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATCT 
ACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTTTCCTTAGTTACCAGCACCTCGGGTGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGA 
AGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTAC 
AAAGGGTTGCTACACAGCGATGTGATGCCAATCTCAAAAAGCCTATCGTAGTCCGGATTGGAGTCTGCAA 
CTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTTGATCTCACCAGAAGTGGGTAGCCTAACGCAAGAGGGCG 
CTCACCACGGTGGGGTCGATGACTGGGACGAAGTCGTAACCAAGGTA 


>gi|265678608|ref|NR_028913.1| Jeotgalicoccus pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial 
sequence 

GCGTGCCTAATACATGCAAGTCGAGCGCAACTTCTTATACCGAACCTTCGGGTTCACTTTAAGAGTTGAG 
CGGCGGACGGGTGAGTAACACGTAGGCAACCTACCCTTAAGACTGGGATAACTACGGGAAACCGTGGCTA 


ATACCGGATAATACCGAACCTCAAAAGAGGCTTGATTGAAAGGTGGATTTTCTGCCACTTAAGGATGGGC 
CTGCGGCGCATTAGCTAGTTGGTGAGGTAGTAGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGG 
TGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCA 
ATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTGTGATGAAGGATTTCGGTTCGTAAAGCACTGTTGTT 
AAGGAAGAATAGTAGTAAGAGTAACTGTTTACTACGTGACGGTACTTAACCAGAAAGCCACGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTA 
GGCGGCAAGATTAGTCTGATGTGAAATCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGTCTTGCTT 
GAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGT 
GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGC 
AAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTCT 
GACAGCGATAGAGATATCGTCTCCCTTCGGGGCAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAACTTTAGTTGCCATCATTTAGTTGGGC 
ACTCTAGAGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATG 
ATTTGGGCTACACACGTGCTACAATGGACAGGTTACAAAGGGCAGCGAAGTCGTGAGGCCAAGCGAATCC 
CATAAAACTGTTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCG 
TGGATCAGCATGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAAAGTTGG 
TAACACCTGAAGCCGGTGG 


>gi|265678607|ref|NR_028912.1| Enterobacter cloacae strain 279-56 16S ribosomal RNA, partial sequence 
TGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGAGCTTGCTCTCGGGTGACGA 
GTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTA 
ATACCGCATAAYGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGG 
GATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGC 
CACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGA 
AGGTGTTGTGGTTAATAACCGCAGCAATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCT 
GTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTGGAGTCTTG 
TAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGG 
CGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTT 
AAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACAGAACTTTCC 
AGAGATGGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAA 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAA 
AGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGG 
GCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGT 
GCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAG 
AATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAA 
GAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAAC 
AAGGTAACCGTAGGGGAACCTGCGGCTGGATCACCTCCTTG 


>gi|265678606|ref|NR_028911.1| Anaerovorax odorimutans strain NorPut 16S ribosomal RNA, partial sequence 
TGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGAAATATTAGAACAAGACTT 
CGGTCTAGTGAAAAGATGGAGAGCGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCTCATACAGAGGG 
ATAGCCTCGGGAAACCGGGATTAAAACCTCATAATGCGAGAATTTCACATGAGATTATCGCCAAAGATTT 
ATCGGTATGAGATGGGCCTGCGTCTGATTAGTTAGTTGGTGGGGTAACGGCCTACCAAGGCAACGATCAG 
TAGCCGACCTGAGAGGGTAATCGGCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGCCTTTGGGT 
CGTAAAGTTCTGTCCTTGGGGAAGAAAAAAATGACGGTACCCATGGAGGAAGCCCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGG 
TTTCATAAGCGCGGGGTGAAAGGCAATGGCTCAACCATTGTAAGCCTTGCGAACTGTGGAACTTGAGTGC 
AGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA 
GGCGACTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAGCACTAGGTGTCGGGGTCGCGAGACTTCGGTGCCGCAGTTAACGCAT 
TAAGTGCTCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
AGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCCTCTACAGAC 
TCTTAACCGAGTTTTTCTTCGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCAGCATTTAAGGTGGGCACTCTAG 
TGAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGG 
CTACACACGTGCTACAATGGCTGGTACAGAGAGAAGCGAGATCGCGAGGTGGAGCAAATCTCCAAAACCA 
GTCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAA 
TGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGCGCCCGA 
AGTTGGTCAGATAATAGACTGCCTAAGGCGAAACCAATGACTAGGGTGAAGTCGTAACAAGGTAGCCGTA 
TCGGAAGGTGCGGCTGGA 


>gi|265678605|ref|NR_028910.1| Pelospora glutarica strain WoG13 16S ribosomal RNA, partial sequence 
AGAGTTTGATNNTGGCTCAGGACAAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAAATATTA 
GAGGAAGCTTGCGAATCTAATATTTTAGTGGCGGACGGGTGAGTAACGCGTGGATAATCTGCCCATAAGT 
GGGGAACAACAGTTGGAAACGACTGCTAATACCGCATAAGCTTAAGACCCCGAAGGGGGAGTTAAGAAAA 
GACGGCCTCTGAAAATGCTGTCGCTTATGGATGAGTCCGCGTCTGATTAGCTAGTTGGCAGAGTAAAAGC 


CTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGA 
GTGAAGAAGGCCTTCGGGTTGTAAAACTCTGTTTTAAGGGACGAAAGATATGTATAGTAACTGATATGTA 
TAAGACGGTACCTTAAGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGA 
GCGTTGTCCGGAATTACTGGGCGTAAAGAGCACGTAGGCGGATATTTAAGTCTGATGTGAAAGACCGGGG 
CTCAACCCCGGGGTTGCATAAGAAACTGGATATCTTGAGGGCAGGAGAGGACAGTAGAATTCCTGGTGTA 
GCGGTGAAATGCGTAGAAATCAGGAGGAATACCGGTGGCGAAGGCGACTGTCTGGACTGACCCTGACGCT 
GAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACT 
AGGTGTGGGAGGTATCGACCCCTTCCGTGCCGCAGCAAACGCAATAAGTATCCCGCCTGGGGAGTACGGT 
CGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATG 
CAACGCGGAGAACCTTACCAGGTCTTGCACTCCAAAGAATCATTACGAAAGTAGTGAGTGCCTTCGGGAG 
CTTTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCCTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGCTATTAGTTGCTAACAGGAGAGCTGAGCACTCTAATGGGACTGCCGGTGACAAGCCGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGATGTGGGCTACACACGTGCTACAATGGATGG 
TACAAAGAGGAGCGAGGCCGTGAGGCGGAGCAAATCTCAAAAAGCCATTCTCAGTTCGGATTGTAGTCTG 
CAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCAACACCCGAAGCCGGTGAGCTAACAAGCAATT 
GAGGCAGCCGTCGAAGGTGGGGTTGGTAAC 


>gi|265678604|ref|NR_028909.1| Gluconacetobacter entanii strain LTH4560 16S ribosomal RNA, partial 
sequence 
GAGTTTGATNNTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGG 
GGTTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTGTCCATGGGTGGGGGATAACCTTGGGAAACCGA 
GGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCAGCGGGGACGATGATGAC 
GGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTG 
CTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTGTTACAGTCAGATGTGAAATTCCCGGGCTTAAC 
CTGGGGGCTGCATTTGATACGTGGCGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGT 
TGGGTGGCTTGGCCATTCAGTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGGGCTTGACATGCGGAGGCTGTGTCCAGAGATGGGCATTTCTCGCAAGAGACCTCCA 
GCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGCCTTTAGTTGCCAGCACGTCTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACA 
GTGGGAAGCCAGGCAGCGATGCCGAGCGGATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACT 
CGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCAG 
CCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGA 
TCACCTCCTTTCAA 


>gi|265678603|ref|NR_028908.1| Arcanobacterium pluranimalium strain M430/94/2 16S ribosomal RNA, partial 
sequence 
GTAACCTGCCCCTGTCTTTGGGATAAGCCTTGGAAACGGGGTCTAATACTGGATATTCTGCTGTTCTCGC 
ATGGGGATGGTTGGAAAGATTTTTTGGATGGGGATGGGCTCACGGCCTATCAGCTTGTTGGTGGGGTGAT 
GGCCTACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACATTGGGACTGAGATACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCG 
TGGGGGATGAAGGCTTTCGGGTTGTAAACTCCTTTTAGCACTGAACAAGGCTTTTTTGGGTTGAGGGTAG 
GTGTTGAATAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGG 
AATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGG 
GGCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGGAATG 
CGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCTGTTACTGACGCTGAGGAGCGAAA 
GCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGC 
CTTATCCACAGGTTCTGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGTTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAG 
AACCTTACCAAGGCTTGACATGCACTGCGATGTTCTAGAGATAGGGCAGCCTTCGGGGTGGTGTACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTC 
TTGTGTTGCCAGCACGTTATGGTGGGGACTCACGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTG 
CGATACTGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCC 
ATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACAC 
ACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCTAACCGCTTTGTGGGGGGAGTGG 
TCGAAAGTGGGATTAGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|265678602|ref|NR_028907.1| Marinitoga camini strain MV1075 16S ribosomal RNA, partial sequence 
GCTGCTTAACACATGCAAGTCGAACGGGGAGGCTCTCTTCGGGGAGTAGTACCAGTGGCGAACGGGTGAG 
TAACGCGTAGGAAAGTGTCCTCCAGACTGGGACAACCATTGGAAACGATGGCTAATACCAGATGAGACCG 
AGAGGTGAAAGCGTGCTACGGCATGGCTGGAGGAGCTGCCTGCGACCCATCAGGTAGTTGGTAGGGTAAA 
GGCCTACCAAGCCGACGACGGGTAGCCGGCGTGAGAGCGTGGCCGGCCACAGGGGGACTGAGACACGGCC 
CCCACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGAGACGCTGCG 


TGGAGGACGAAGTCCTTCGGGACGTAAACTCCTGAATTTATCGAACAATAAAGTGAGAAGGGAATGGCTC 
ACAGATGAGGGTAGATAAAGAAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGC 
GAGCGTTGCCCGGAATCACTGGGCGTAAAGGGGGTGTAGGCGGTCTAATAAGTCAGATGTAAAAGTACCT 
GGCTCAACCAGGGGGATGCGTCTGAAACTGTTAGACTTGAGGTTACTAGAGGGAGACGGAATTACCTGTG 
TAGCGGTGAAATGCGTAGATACAGGTAAGAAGGCCGGTGGTGAAGACGGTCTCCTGGGGTAAACCTGACG 
CTGAGGCCCGAAAGCTAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCA 
CTAGGTGTGAGCGGTAGTACCGTTCGTGCTGAAGCTAAGGCGATAAGTGGGCCGCCTGGGGAGTACGTCC 
GCAAGGATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCGTGTGGTTTAATTCGAAGC 
TAAGCGAAGGACCTTACCAGGGCTTGACATGTAGGTAGTACCTCTTAGAGATAAGGGGGACCTAATACTT 
CGGTATTAGGAGCCTAGACAGGTGGTGCACGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGCCGTTAGTTACCAGCACGTAAAGGTGGGGACTCTAACGGGACAGCCGCC 
GACGAGGCGGAGGAAGGAGGGGATGACGTCAGGTAATCGTGCCCCTTATGTCCTGGGCGACACACGCGCT 
ACAATGGCAGGGACAGAGGGAAGCGAGGCCGAAAGGTGGAGCGAATCTCAGAAACCCTGCCCCAGTTCAG 
ATTGCAGTCTGAAACCCGACTGCATGAAGCCGGAATCGCTAGTAATCGCAGGTCAGCCACACTGCGGTGA 
ATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGCCACCCGAGTTGGAAACGCCCGAAGATGGTCAGG 
CTAACCGAAAGGAGGCCGGCTATTGAGGGTGGAGTCAGCGAGGGGGGCTAAGTCGTAACAAGGTAACAG 


>gi|265678601|ref|NR_028906.1| Pseudomonas frederiksbergensis strain JAJ28 16S ribosomal RNA, partial 
sequence 
CTCCTTTCTATCCTGGCTGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAA 
GTCGAGCGGCAGCACGGGTACTTGTACCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTG 
CCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGG 
ACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAA 
GGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGA 
AGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCATTTACCTAATACGTAAGTGTTTTGACG 
TTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAA 
TCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGTTAAGTTGGATGTGAAATCCCCGGGCTCAACC 
TGGGAACTGCATTCAAAACTGTCGAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGA 
AATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTT 
GGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGT 
TAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCC 
TTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGT 
GGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAG 
GGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCG 
ACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCGTCACACCATGGGAATGGGTTGCACCCAGAAGTAGCTAGTCTAACCTTCGGGAAGGACGG 
TTACCACGGTGTGATTCATGACTTGGGGTGAAG 


>gi|265678600|ref|NR_028905.1| Actinomyces coleocanis strain M343/98/2 16S ribosomal RNA, partial 
sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCTGATGGAGCTTGCTCTGT 
TGGTGAGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCAACATTTGAATAACTCCATGAAA 
ATGGGGCTAATGCAATATATTCTGCAGCTGTCGCATGGTGGTTGTGGGAAACGGTGCCTTTGGGTTTCTG 
GTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGC 
CGGCCTGAGAGGGTGGACGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGGATTTTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTA 
AACCTCTTTCGCTAGGTTGGAAGACGCATTTTGTTGTTGTTGACTTTAACTGGTAAAGAAGTACCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACTAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCT 
TGTAGGTGGTTTGTCGCGTCTGTCGTGAAATCTCAGGGCTTAACCCTGGGCTTGCGGTGGGTACGGGCAG 
GCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAATAC 
CGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACACTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGTTGTGGGGGCTTTTGTTGGTTTCCGCGACG 
TAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATG 
CACCGGACGACCTTAGAGATAGGGTTTCCCTTTGTGGCTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTAGTGTTGCCAGCAAGTAAT 
GTTGGGGACTCTCTAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCTTGGGCTTCACGCATGCTACAATGGGCGGTACAGTGGGTTGCAATACCGTGAGGTGGAGCT 
AATCCCCAAAGCCGTTCTCAGTTCGGATCGTAGTCTGCAACTCGACTACGTGAAGGTGGAGTCGCTAGTA 
ATCGCAGATCAGCATTGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACGTCACGAAA 
GTTGGTAACACCCGAAGCTCATGGCCTAACCACGTTT 


>gi|265678599|ref|NR_028904.1| Dermatophilus chelonae strain W16 16S ribosomal RNA, partial sequence 
CTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGACCAGCTTGCTGGTTGGA 
TTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTCTGGGATAACTCCGGGAAACCGGG 
GCTAATACTGGGTATGACCAATCTCCGCATGGAGTGTTGGTGGAAAGCTTTAGTGGTGAAGGATGGACTC 
GCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGTCACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCATCAG 


GGAAGAAGCGAAAGTGACGGTACCTGAAAAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCCGT 
GAAAATTCGGGGCTTAACCCCGGACGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAGACTGGA 
ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCC 
ATAACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAA 
ACGTTGGGCGCTAGGTGTGGGACTCATTCCACGAGTTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCG 
GATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACACGCAGAGATGTGTG 
CCCCGTAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTA 
CAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCT 
AACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTACCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCT 


>gi|265678598|ref|NR_028903.1| Anaerobaculum mobile strain NGA 16S ribosomal RNA, partial sequence 
TGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGGCTTAGAGTTGGATCCTGGCTCAGGACG 
AACGCTGGCGGCGCGCTTAACACATGCAAGTCGTGCGGTGTCGAAGGCAAGTCTTACGACAAGCCTTCGA 
CACAGCGGCGAACGGGTGAGTAACACGTGAGTAGCTGTCCTAAGGAGGGGGATAACGCCTGGAAACGGGT 
GCTAATACCCCATATGCCTCGCAAGAGGTGAAAGTGTACTTGTTACAGCCTTAGGGTGTGCTCGCGGCCT 
ATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTAAGACGGGTAGCCGGCCTGAGAGGGTGTACGGCC 
ACACTGGAATTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGCGAA 
AGCCTGACCCAGCGACGCCGCGTTGGGGATGAAGCCCTTCGGGGCGTAAACCCATGTTGTAGGGGACGAA 
GAAAGTGACGGTACCCTACGAGAAAGCCCTGGCCAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGG 
CGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCACGCAGGCGGTACGCCAAGTCGGGGGTGTAAAGTTA 
CGGCTCAACCGTGACCTTGCAATCGATACTGGCGTACTGGAGTGCGGGAGAGGGAAGTGGAATTCCCGGT 
GTAGCGGTGAAATGCGTAGATATCGGGAGGAACGCCAGTGGCGAAGGCGGCTTCCTGGCCCGCGACTGAC 
GCTCATGTGCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGGGT 
GCTAGGTGTAGGCGCGTCAAGCGTCTGTGCCGCAGTTAACGCGATAAGCACCTCGCCTGGGGAGTACGGT 
CGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATG 
CAAACCGAAGAACCTTACCTGGGTTTGACATGCAGGTGGTACGAGCCTGAAAGGGCGAGGACCGCATCTT 
CGGATGCGGAGCCTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCCTGCGCCTAGTTGCCATCAGTTAGGCTGGGCACTCTAGGCGGACTGCCGGCGA 
CAAGTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCTTTAAGCCCAGGGCGACACACGTGCTAC 
AATGGCCAGCACAGAGGGCTGCAAGTCCGCGAGGACAAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGAT 
TGCAGTCTGCAACTCGACTGCATGAAGCCGGAATCGCTAGTAATCGCCGGTCAGCCATACGGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGTGCTCCCGAAGCCGCCGGCCCA 
ACCCCGTAAGGGGAGGGAGGCGTCGAAGGAGTGTCTGATAAGGGGGGTGAAGTCGTAACAAGGTAGCCGT 
ACCGGAAGGTGCGGCTGGATCACCTCCTTAAGCCGAATTCCAGCACACTGGCGGCA 


>gi|265678597|ref|NR_028902.1| Ochrobactrum tritici strain SCII24 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAA 
GGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTTGCTACGGAATAACTCAGGGAAACTTG 
TGCTAATACCGTATGTGCCCGAAAGGGGAAAGATTTATCGGCAAAGGATCGGCCCGCGTTGGATTAGCTA 
GTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGAT 
CCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGG 
TAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTT 
CGGATTTACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCC 
CGGAACTGCCTTTGATACTGGAAGTCTTGAGTATGGTAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACCATTACTGACGCTGAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTTG 
GGGAGTTTACTCTTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAG 
AACCTTACCAGCCCTTGACATACCGGTCGCGGACACAGAGATGTGTCTTTCAGTTCGGCTGGACCGGATA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGCCCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTG 
GGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGG 
GCAGCGAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAG 
TGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGC 


>gi|265678596|ref|NR_028901.1| Ochrobactrum grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
AGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCTCGCAAGAG 
GAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCTTTTGCTACGGAATAACTCAGGGAAACTTGTGC 
TAATACCGTATGTGCCCTTTTGGGGAAAGATTTATCGGCAAAGGATGAGCCCGCGTTGGATTAGCTAGTT 
GGTAGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCA 
GCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAA 
CCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGG 
ATTTACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGG 


AACTGCCTTTGATACTGGAAGTCTTGAGTATGGTAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATT 
CGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACCATTACTGACGCTGAGGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGG 
AGTTTACTCTTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAAC 
CTTACCAGCCCTTGAGATACCGGTCGCGGACACAGAGATGTGTCTTTCAGTTCGGCTGGACCGGATACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCG 
CCTTTAGTTGCCATCATTTAGTTGGGCACTCTAAAGGGACTGCCAGTGATAAGCTGGAGGAAGGTGGGGA 
TGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAG 
CAAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCA 
TGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATGGGAGTTGGTTCTGCCCGAAGGCACTGTGCTAACCGTAAGGAGGCAGGTGACCAC 
GGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCC 
TT 


>gi|265678595|ref|NR_028900.1| Neisseria animalis strain NA 1 16S ribosomal RNA, partial sequence 
CAGCGGGGAAGTGCTTGCACTTCTGCCGGCGAGTGGCGAACGGGTGAGTAACATATTGGAACGTACCGAG 
TAATGGGGGATAACTGATCGAAAGATTAGCTAATACCGCATACGCTCTGAGGAGGAAAGCAGGGGACCTT 
CGGGCCTTGCGTTATTCGAGCGGCCAATATCTGATTAGCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGA 
CGATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCC 
TTCGGGTTGTAAAGGACTTTTGTCAGGGAAGAAAAGGGAGATGCTAATACCATTTCCTCATGACGGTACC 
TGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGA 
ATTACTGGGCGTAAAGCGAGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTCAACCTGGGA 
ACTGCGTTCTGAACTGGGTGACTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGC 
GTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATACTGACGTTCATGCTCGAAAG 
CGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGCA 
ACTTGATTGCTTAGTAGCGTAGCTAACGCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAAC 
CTTACCTGGTCTTGACATGTACGGAATCCTCCAGAGACGGAGGAGTGCCTTCGGGAGCCGTAACACAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTC 
ATTAGTTGCCATCATTTGGTTGGGCACTCTAATGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCC 
AAGCCGCGAGGCGGAGCCAATCTCACAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCAT 
GAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGGG 


>gi|265678594|ref|NR_028899.1| Neisseria lactamica strain NCTC 10617 16S ribosomal RNA, partial sequence 
CAGCGGGGTAGTGCTTGCACTACTGCCGGCGAGTGGCGAACGGGTGAGTAACATATCGGAACGTACCGGG 
CAGTGGGGGATAACTGATCGAAAGATCAGCTAATACCGCATATTTTCTGAGGAAGAAAGCAGGGGACCTT 
CGGGCCTTGCGCTATCCGAGCGGCCGATATCTGATTAGCTGGTTGGCGGGGTAAAGGCCCACCAAGGCGA 
CGATCAGTAGCGGGTCTGAGAGGACGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCC 
TTCGGGTTGTAAAGGACTTTTGTCGGGGAAGAAAAGGTCGGGGTTAATACCCTCGGCTGATGACGGTACC 
CGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGA 
ATTACTGGGCGTAAAGCGGGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTCAACCCGGGA 
ATTGCGTTCTGAACTGGGTGGCTAGAGTGTGTCAGAGGGAGGTAGAATTCCACGTGTAGCAGTGAAATGC 
GTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGTTCATGCCCGAAAG 
CGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGATTAGCTGTTGGGCA 
GCCTGACTGCTTGGTAGCGAAGCTAACGCGTGAAATCGACCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAAC 
CTTACCCGGTTTTGACATGTACGGAATCCTCCGGAGACGGGGGAGTGCCTTCGGGAGCCGTAACACAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTC 
ATTAGTTGCCATCATTCAGTTGGGCACTCTAATGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGCCCTTATGACCGGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCC 
AAGCCGCGAGGCGGAGCCAATCTCACAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCAT 
GAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGGG 


>gi|265678593|ref|NR_028898.1| Clostridium acidisoli strain CK74 16S ribosomal RNA, partial sequence 
AGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAACCTTCG 
GGTTTCTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGTGGGGGATAGCCTTCCGAAA 
GGAAGATTAATACCGCATAACATTGTACGTTCGCATGAAGCAATAATTAAAGGAGTAATCCGCTTTGAGA 
TGGACCCGCGGCGCATTAGCTAGTTGGAGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGA 
GAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAGCTCTG 
TCTTTTGGGACGATAATGACGGTACCAAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGATGTGTAGGCGGATATTTAAGTGAGAT 
GTGAAATCCCCGAGCTCAACTTGGGGGCTGCATTTCAAACTGGGTATCTAGAGTGCAGGAGAGGAAAGCG 
GAATTCCTAGTGTAGCCGTGAAATGCGTAGAGATTAGGAAGAACATCAGTGCCGAAGGCGGCTTTCTGGA 
CTGTAACTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCCGT 
AAACGATGAGTACTAGGTGTAGGAGGTATCGACTCCTTCTGTGCCGCAGTTAACACAATAAGTACTCCGC 
CTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGT 


GGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCCCCTGAATAACGTAGAGATACGCG 
AAGCCCTTCGGGGCAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTTAGTTGAGCACTCTAGTGAGACTGCCCG 
GGTTAACCGGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGC 
TACAATGGTGAGAACAACGAGATGCAATACCGCGAGGTGGAGCAAAACTTCAAAACTCATCTCAGTTCGG 
ATTGTAGGCTGAAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCTGGTAACACCCGAAGTCCGTGAGGT 
AACCTTTATTGGGGCCAGCGGCCGAAGGTGGGATTAG 


>gi|265678592|ref|NR_028897.1| Desulfobacterium indolicum strain In04 16S ribosomal RNA, partial sequence 
TATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGCACGAGAAAGCTTCAGCTTG 
CTGAAGCGAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTATCCTTGAATCTGGAATAACCTT 
TCGAAAGGGGGGCTAATACCGGATAACATCAGGGGTGCTTCGGCATTTTTGATCAAAGGTGGCCTCTACA 
TGTAAGCTACTGTTTATGGAGGAGCCCGCGTACCATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCG 
ACGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGAGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGC 
TTTCGGGTCGTAAAGCTCTGTCAAGTGGGAAGAACCTGGTAAAGGTTAATATCCTTTATCACTGACGGTA 
CCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCG 
GATTTACTGGGCGTAAAGCGCGCGCAGGCGGTTTTTTAAGTCGGATGTGAAATCCCGGGGCTCAACCCCG 
GACGTGCATTCGAAACTGGGAGACTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAAT 
TCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGATTCGCGAA 
GGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGGTGATCACTAGGTGTAGCG 
GGTATTGACCCCTGCTGTGCCGGAGCTAACGCATTAAGTGATCCGCCTGGGGAGTACGATCGCAAGATTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAG 
AACCTTACCTGGGTTTGACATCTCGGGGATCTTTATGAAAGTAGAGAGTGCCCTTCGGGGAGCCCGATGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTATCTTTAGTTACCATCACTTCGGGTGGGGACTCTAGAGATACTGCCCCGGTCAACGGGGAGGAAGGTG 
GGGATGACGTCAAGTCCTCATGGCCTTTATGCCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGG 
GTCGCGATCCCGCGAGGGTGAGCTAATCCCAGAAAGCCGGCCCAAGTTCGGATTGGAGTCTGCAACTCGA 
CTCCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGAGAGTTGGTTGTACCAGAAGTTGTTGGGCTAACCTTTCGAGGGAGCAGG 
CACCTAAGGTATGGTTGATAATTAGGGTGAAGTCGTAACAAGGTAGCCG 


>gi|265678591|ref|NR_028896.1| Desulfosarcina cetonica strain 480 16S ribosomal RNA, partial sequence 
CCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGAGAACACTCTAGCTTGCTA 
GGGTAAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGGTAACCTACCTTCGAATTGGGGATAACGTTGCG 
AAAGCGACGCTAATACCGAATGATATCGAATGATCCTCGGAGCATTCGATCAAGGGTGGCCTCTTCATGA 
AAGCTACTGTTTGAAGATGGGCCCGCGTACCATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACG 
ATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGACTCCTACGGGAGG 
CAGCAGTGAGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCTT 
CGGGTCGTAAAGCTCTGTCAAGTGGGAAGAACCTATATAATGTTAATACCATTATATACTGACGGTACCA 
CTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCGGAA 
TCATTGGGCGTAAAGAGCACGTAGGCGGCCTGGTAAGTCAGATGTGAAAGCCCGGGGCTTAACCTCGGAA 
GTGCATTTGATACTGTCAGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCG 
TAGATATCAGGAGGAACACCGGTGGGGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGTGCGAAGGC 
GTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTTGATCACTAGGTGTAGCGGGT 
ATTGACCCCTGCTGTGCCGCAGTTAACGCATTAAGTGATCCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAAC 
CTTACCTGGATTTGACATCCCGGGAATCCTATCGAAAGACTGGAGTGCCCTTCGGGGAGCCCGGAGACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TCTTTAGTTACCATCATTTAGTTGGGGACTCTAAAGATACTGCCCCGGTCAACGGGGAGGAAGGTGGGGA 
TGACGTCAAGTCCTCATGGCCTTTATGTCCAGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTCG 
CGAACCCGCGAGGGTAAGCCAATCCCAAAAAGCCGTCCCAAGTTCGGATTGGAGTCTGCAACTCGACTCC 
ATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGAGAGTTGGTTGTACCAGAAGTCGTCGGGCTAACCCTTCGGGGATGCAGGCGCC 
TAAGGTATGGCTGATAATTAGGGTGAAGTCGTAACAAGGTAGCCG 


>gi|265678590|ref|NR_028895.1| Desulfobacterium catecholicum strain NZva20 16S ribosomal RNA, partial 
sequence 
TGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAAAGTTTTCTTCG 
GAAGACGAGTAGAGTGGCGCACGGGTGAGTAACGCGTAAGTAATCTGCCCTGGTATCTGGGATAACCCAC 
CGAAAGGTGTGCTAATACGGGATACGCTGATTTATCAGGAAAGGTGGCCTCTTCATGAAAGCTACTGTAC 
CAGGAGGAGCTTGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGGTTAGCGGG 
TCTGAGAGGATGATCCGCCACACTGGAACTGAAACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGA 
ATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGGATGATGAAGGCCTTCGGGTCGTAAAA 
TCCTGTCAGATGGAAAGAAATGTAGTATGCCTAATACGTGTACTATTTGACGGTACCATCAAAGGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTA 
AAGCGCGCGTAGGCGGCTCTATAAGTCAGATGTGAAAGTCCACGGCTCAACCGTGGAAGTGCATTTGAAA 
CTGTATGGCTTGAGTACTGGAGGGGGTGGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGA 
GGAATACCGGTGGCGAAGGCGACCACCTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGGTGTTGGGACGGTTAATCGTCTC 
ATTGCCGCAGCTAACGCAATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCT 


TGACATCCCGAGAATCTTTTGGAAACAAGAGAGTGCCTCTTTGAGGAGCTCGGTGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGC 
CAGCATTCAGTTGGGCACTCTAAAGAGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCTTTATGACCAGGGCTACACACGTACTACAATGGCATAAACAGAGGGCAGCGACATCGCGA 
GGTGAAGCGAATCCCAAAATTATGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGGGAGTTGGTTGTACCAGAAGCAGTTGAGCTAACCGTAAGGAGGCAGGCTGCCAAGGTATGATTGG 
TAACTGGGGTGAAGTCGTAACAAGGTAGCCG 


>gi|265678589|ref|NR_028894.1| Citrobacter freundii strain DSM 30039 16S ribosomal RNA, partial sequence 
GGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGGAGCTTGCTCC 
TTGGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGA 
AACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATG 
TGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGA 
GGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTC 
AGCGAGGAGGAAGGCGTTGTGGTTAATAACCGCAGCGATTGACGTTACTCGCAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCAC 
GCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCGAAACTGGCAGG 
CTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACC 
GGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGA 
GCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCA 
GAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGC 
CGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCC 
TTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGA 
CCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAA 
TCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
GGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGT 
GAAATCGTAACAAGGTAACCGTAGGGAACCGCCCC 


>gi|265678588|ref|NR_028893.1| Buttiauxella warmboldiae strain NSW 326 16S ribosomal RNA, partial 
sequence 
GCTCAGATTGAACGGTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGGAGCTTGCTCTTG 
GCTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAAC 
GGTAGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGC 
CCAGATGGGATTAGCTAGCAGGTGAGGTAATGGCTCACCTGGGCGACGATCCCTAGCTGGTCTGAGAGGA 
TGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGC 
GAGGAGGAAGGCATTGTGGTTAATAACCACAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCA 
GGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTA 
GAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT 
GGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCT 
AACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACGG 
AATTCGGCAGAGATGCCTTAGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGG 
GAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCT 
CATAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCG 
TAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGG 
TTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAA 
GTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGC 


>gi|265678587|ref|NR_028892.1| Isosphaera pallida strain IS1B 16S ribosomal RNA, partial sequence 
TTGGCGGCGTGGATTAGGCATGCAAGTCGAACGGGCCGCAAGGCCAGTGGCGAAAGGGTGAGTAAGGCGA 
CGGCAACCTACCCCGAGGTTGGGCATAGCCGGGGGAAACTCCGGGTAATTCCCAGCGATGTGCGTCTCAG 
GCATCTGAGACGCACCAAAGGTGCAATTCCGCCTCGGGACGGGCCGTCGTGGTATTAGGTAGTTGGTGGG 
GTCACGGCCCACCAAGCCGACGATGCCTACCGGGCGTGCGAGCGTGGCCCGGCACACTGGGACTGAGACA 
CTGCCCAGACTCCTACGGGAGGCTGCAGTCGAGAATCTTCGGCAATGGGCGCAAGCCTGACCGAGCGACG 
CCGCGTGGAGGAAGACGGCCCTTGGGTTGTAAACTCCTGTCGAGGGGAAGGAAGGGTCGGCGAAGAGCCG 
ATCTTGACCGCTCCCTGGAGGAAGCACGGGCTAAGTTCGTGCCAGCAGCCGCGGTAAGACGAACCGTGCA 
AACGTTATTCGGAATCACTGGGCTTAAAGGGCGCGTAGGCGGAAGGGCGCGTCGGCGTTGAAATCCCCCG 
GCTCAACCGGGGAAGCGGCGTCGAAACGGCCGTTCTGGAGGGGCGTAGAGGGACTCGGAACTTCCGGTGG 
AGCGGTGATATGCGTTGAGATCGGAAGGAACGCCCGTGGCGAAAGCGGAGTCCTGGACGCTTACTGACGC 
TGAGGCGCGAAAGCCAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTGGCTGTAAACGATGGGCAC 
TTGGCAGTGGGTTCGTCGATGGGTCCACTGCCGGAGGGAAACCGTGAAGTGCCCCGCCTGGGGAGTATGG 
TCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCTCACACAAGCGGTGGAGCATGTGGCTTAATTCGAG 
GCTACGCGAAAAACCTTATCCTGGGCTTGACATGCAGGGATTAGCCGGCGGAAACGTCGGTGACGCCGCA 


AGGTGGAACCTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTCGGGTTAAGTCCCTT 
AACGAGCGAAACCCCTGCGGCCAGTTGCCAACACATCCTGGTGGGGACTCTGGCCGGACCGCCGGCGTGA 
AGCCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCCTTATGCCCAGGGCTGCACACGTGCTACAA 
TGGCGGGTACAAAGCGTCGCCACGCCGTAAGGCCGAGCCAACCGCGTAAACCCCGCCCCAGTTCGGATCG 
AGGGCTGCAACCCGCCCTCGTGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATTGCCGCGGTGAATGT 
GTTCCTGAGCCTTGTACACACCGTCCGTCAAGCCACCAAAGGGGGGGGCACCCGAAGTCGCCGACGTCTC 
ACGACGGGCGCCGAAGGTGAAACTCCTGATGGGGACTAAGTCGTAACAAGGTAACCGTAGGGGAACCTGC 


>gi|265678586|ref|NR_028891.1| Planctomyces brasiliensis strain DSM 5305 16S ribosomal RNA, partial 
sequence 
TTGGCGGCATGGATTAGGCATGCAAGTCGAGCGAGAAGCTCTCTTCGGAGAGTGGACAGCGGCAAACGGG 
GTAGTAAGGCGTCGATATGAACCCTCAGGTCTGGAATAGCCATTGGAAACGATGGGTAATGCCGGATAAT 
CCCTCCGGGGTAAAGGTCCGCCGCCTGAGGACCGGTCGACGTGATACTAGGTAGTTGGTGAGGTAATGGC 
TCACCAAGCCTACGATGTCTAGGGGGTGTGAGAGCATGGCCCCCACCACTGGGACTGAGACACTGCCCAG 
ACACCTACGGGTGGCTGCAGTCGAGAATCTTTGGCAATGGGCGAAAGCCTGACCAAGCGATGCCGCGTGC 
GGGATGAAGGCCTTCGGGTTGTAAACCGCTGTCAGGGGGGATGAAACTTCGGTTGACAGAGCCCCAGAGG 
AAGCACGGGCTAAGTACGTGCCAGCAGCCGCGGTAACACGTACTGTGCGAACGTTATTCGGAATCACTGG 
GCTTAAAGGGTGCGTAGGCGGCCTGGATAGTCAGATGTGAAATCCCACGGCTCAACCGTGGAACTGCATT 
TGAAACTGCCAGGCTTGAGTGAGACAGGGGTGTGTGGAACTTCTCGTGGAGCGGTGAAATGTGTTGATAT 
GAGAAGGAACACCGGTGGCGAAAGCGACACACTGGGTCTTAACTGACGCTGAGGCACGAAAGCCAGGGGA 
GCGAACGGGATTAGATACCCCGGTAGTCCTGGCTGTAAACGTTGAGTACTAGTTGGTGGGAACTTCGGTT 
CTCACGGACGTAGCAAAAGTGTTAAGTACTCCGCCTGGGGAGTATGGTCGCAAGGCTGAAACTCAAAGGA 
ATTGACGGGGGCTCACACAAGCGGTGGAGCATGTGGCTTAATTCGAGGCAACGCGAAGAACCTTATCCTA 
GACTTGACATGCATGGATTAGCTGGCTGAAAGGTCAGTGACGCCTTCGGGTGGAACATGCACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCTTGAACGAGCGCAACCCCTGTCGCCA 
GTTGCCAGCAAGTAATGTTGGGGACTCTGGCGAGACCGCCGGTGTTAAACCGGAGGAAGGTGGGGACGAC 
GTCAAGTCATCATGGCCTTTATGTCTAGGGCTGCACACGTGCTACAATGCGGCGTACAAAGGGAAGCCAA 
CCCGCGAGGGGGAGCAAATCTCAGAAAGCGCCGCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGA 
AGCTGGAATCGCTAGTAATCGCAGGTCAGCAATACTGCGGTGAATGTGTTCCTGAGCCTTGTACACACCG 
CCCGTCAAGCCACGAAAGGGGGGGGCATCCTAAGTCACTGAGCTAATCTGGCAGGTGCCTAAGATGAACT 
CCCTGATTGGGACTAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|265678585|ref|NR_028890.1| Opitutus terrae strain PB90-1 16S ribosomal RNA, partial sequence 
AATGAACGCTGGCGGCGTGGTTAAGACATGCAAGTCGAACGGTTTTTCCGGTGTAGCAATACATCGGAAA 
GACAGTGGCGAACGGGTGCGTAACACGTGAACAATCTACCTCCAAATGGGGAATAGCTCGGCGAAAGCCG 
GATTAATACCGCATGTGGTTGCTTCTCGCATGAGAGGTATACCAAAGTCGGGGACCGCAAGGCCTGACGT 
TAGGAGAGGAGTTCGCGGCCTATCAGCTAGTTGGCGAGGTAACGGCTCACCAAGGCAAAGACGGGTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACACCTACGGGTGGCAGCAGTTTC 
GAATCATTCACAATGGGCGAAAGCCTGATGGTGCGACGCCGCGTGAGGGATGAAGGTCTTCGGATTGTAA 
ACCTCTGTCACCGGGGAAGAAACGCTTTATATTAATCGTATAAAGCCTGACTTAACCCGGAGAGGAAGCA 
GTGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGACTGCGAGCGTTATTCGGATTCACTGGGCGTA 
AAGGGTGCGCAGGCGGCCGGGTGTGTGGGGCGTGAAAGCCTGGAGCTTAACTCCAGAATTGCGCCTCAAA 
CTACACGGCTAGAGCATTGGAGAGGGTAGCGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGA 
GGAACACCAGAGGCGAAGGCGGCTACCTGGACAATTGCTGACGCTCAGGCACGAAAGCGTGGGGAGCAAA 
AGGGATTAGATACCCCTGTAGTCCACGCCCTAAACGGTGCACACTAGGTCTTGGCGGATTCGACCCCTCC 
AGGGCCCCAGCTAACGCGTTAAGTGTGCCGCCTGAGGACTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGTATGTGGCTCAATTCGATGCAACGCGAAGAACCTTACCAAGCCT 
TGACATGCATTGGACAGGCGCTGAAAGGCGCCCTCCCTTCGGGGCCGGTGCACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGCGTTAAGTCGCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCATC 
ATTCAGTTGGGCACTCTAGGGAGACAAACCCTCTTTGAGGGTGGGAAGGTGGGGATGACGTCAAGTCAGG 
ATGGCCCTTACGGCTTGGGCTGCACACGTACTACAATGCCCGGTACAGAGGGACGCAATACCGCGAGGTG 
GAGCAAATCCTCAAAACCGGGCCCAGTTCAGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGC 
TAGTAATGGCGCATCAGCTACGGCGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCA 
TGAAAGCCGGTTTCGCCCGAAGTGCGTTTGCCAACCAGCAATGGAGGCGGCGCCCTAAGGTGAGGCTGGT 
GATTGGGACG 


>gi|265678584|ref|NR_028889.1| Brevundimonas aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGAAGTCTTCGGACTTAGTGGCGGACGGGTG 
AGTAACACGTGGGAACGTGCCTTTAGGTTCGGAATAACTCAGGGAAACTTGTGCTAATACCGAATGTGCC 
CTTCGGGGGAAAGATTTATCGCCTTTAGAGCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAAAGGCTC 
ACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGAAT 
GATGAAGGTCTTAGGATTGTAAAATTCTTTCACCGGGGACGATAATGACGGTACCCGGAGAAGAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAA 
GGGAGCGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAATTGCCTTTGATACT 
GGGTGTCTTGAGTGTGAGAGAGGTATGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACATACTGGCTCATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTGCTAGTTGTCGGGATGCATGCATTTCGGTG 
ACGCAGCTAACGCATTAAGCAATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCACCTTTTGAC 
ATGCCCGGACCGCCACAGAGATGTGGCTTTCTCTTCGGAGACTGGGACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATT 
CAGTTGGGAACTCTAATGGGACTGCCGGTGCTAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATG 


GCCCTTACAGGGTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGTTAATCCTTAAAAGTCGTCTC 
AGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCG 
CTGCGCTGACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAG 
CCGTAGGGGAACCTGC 


>gi|265678583|ref|NR_028888.1| Thiocystis violascens strain 6111 16S ribosomal RNA, partial sequence 


GTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAAGGCTTT 
GGCCTGAGTAGCGTGGCGGACGGGTGAGTAATGCGTGGGAATCTGCCTGGCAGTGGGGGATAACCCGGGG 
AAACTCGGGCTAATACCGCATACGCTACGGGGGAAAGGGGGCTTCGGCTCTCGTTGCCAGATGAGCCCAC 
GTCCGATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCCGCGATCGGTCGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGGACTGAGACACGGCCCAGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATG 
GGGCACTCGATCCAGCAATGCCGCGTGTGTGAAGAGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGAAAG 
AAAAGCGGCTGGTTAATACCCAGTCGTCTTGACGTTACTCACAAAAGAAGCACCGGCTAACTCCGTGCCA 
GCAGCCGSGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGCCC 
CGGTCAGTCCGCTGTGAAAGCCCTGGGCTTAACCTGGGACCTGCAGTGGATACTCCGCGCTAGAGTGTGA 
AAGAGGGGGGTGGAATTCCGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCATTGCCGAAGGC 
GCCCCCTGGTTCAACACTGACGCTGAGGTGCGAAAACCTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACCCGGTAAACGATGTCGACTAGCCCGTGGGGCCGATTTAAGGGCTTCGTGGCGCACGTAACGCGAT 
AAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCTCGGAATCCTGCG 
GAGACGCGGGAGTGCCTTCGGGAGCCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTCATGGCGGGAACTCTA 
AGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGCTTGG 
CTACACACGTGCTACAATGGCCGGTACAAAGGGTTTCGAGCCCGCGAGGGGGAGSCAATCCCAGAAAACC 
CGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAG 
CATGTCGCGGTGAATACGTTT 


>gi|265678582|ref|NR_028887.1| Paenibacillus odorifer strain TOD45 16S 
GCCCGGGGGATCTTGGCTCAGGACGAACGCTAGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTCATT 
TTGAAAGCTTGCTTTCGAAATGACTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCTTCAGA 
CTGGGATAACTACCGGAAACGGTAGCTAATACCGGATAATTTCTTTTTTCTCCTGAGAGAAGAATGAAAG 
ACGGAGCAATCTGTCACTGAGGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCCACCAA 
GGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGA 
AGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCCGGTAGAGTAACTGCTATCGGAGTGACG 
GTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTATTTAAGTCTGGTGTTTAAACCTTGGGCTCAACC 
TGAGGTCGCACTGGAAACTGGGTGGCTTGAGTACAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAA 
ATGCGTAGATATGTGGAGGAACACCAGTGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAG 
GGGTTTCGATACCCTTGGTGCCGAAGTTAACACAGTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACT 
GAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGTCTTGACATCCCTCTGAATCTGCTAGAGATAGCAGCGGCCTTCGGGACAGAGGAGAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TAACTTTAGTTGCCAGCAGGTAATGCTGGGCACTCTAGAGTGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGG 
GAAGCGAAGCCGCGAGGTGGAGCCAATCCCATCAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCG 
CCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGT 
ACACACCGCCCGTCACACCACGAGAGTTTACAACACCC 


>gi|265678581|ref|NR_028886.1| Paenibacillus graminis strain RSA19 16S 
GCCCGGGGGATCTTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATTTACT 
GGAGTGCTTGCACTCCAGTAGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTACCCTCTAGACT 
GGGATAACTACCGGAAACGGTAGCTAATACCGGATAATTCCCTGACCCTCCTGGGCTAGGGATGAAAGGC 
GGAGCAATCTGCTGCTAGAGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGG 
CGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCTGACGGAGCAACGCCGCGTGAGTGATGAAGG 
TTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCCGGTAGAGTAACTGCTGCCGGAGTGACCGTA 
CCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCG 
GAATTATTGGGCGTAAAGCGCGCGCAGGCGCTATTTAAGTCTGGTGTTTAAACCTTGGGCTCAACCTGGG 
GTCGCACTGGAAACTGGGTGGCTTGAGTACAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGC 
GTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAG 
CTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGT 
TTCGATACCCTTGGTGCCGAAGTTAACACAGTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAGGTCTTGACATCCAACTAACGAAGCAGAGATGCATTAGGTGCCCTTCGGGGAAAGTTGAGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GACTTTAGTTGCCAGCAGGTAAGGCTGGGCACTCTAGAGTGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGG 
AAGCGAAGCCGCGAGGTGGAGCCAATCCCAGCAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGC 
CTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTA 
CACACCGCCCGTCACACCACGAGAGTTTACAACACCC 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


>gi|265678580|ref|NR_028885.1| Lamprocystis purpurea strain ThSch 12 16S ribosomal RNA, partial sequence 
ATTCTAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAA 
AGTCCTTTGGGGCGAGTAGAGTGGCGGACGGGTGAGTAATGCGTGGGAATCTGCCTGGCAGTGGGGGACA 
ACCCGGGGAAACTCGGGCTAATACCGCATACGACCTACGGGTGAAAGGGGGGTTTCGGCCTCTCGCTGCG 
AGATGAGCCCACGTCCGATTAGCTAGTTGGCAGGGTAAGAGCCTACCAAGGCGACGATCGGTAGCTGGTC 
TGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCA 
CTTTCAGTGGGGAAGAAGTCGTTTGGGATAATACCCTGGGCGATTGACGTTACCCACAAAAGAAGCACCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAG 
CGCACGTAGGCGGCGGCGTCAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATTTGATACTG 
CGCGGCTCGAGTCTGCTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGA 
ACACCAGTGGCGAAGGCGGCCCCCTGGAGCAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCGGTAAACGATGTCAACTAGCCGTTGGGTCCATTTAAGGGCTTAGT 
GGCGCAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGA 
CATCCTTGGAATCTGGCGGAGACGCTGGAGTGCCTTCGGGAGCCAAGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCAC 
GTCATGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGACGCCAACCCGCGAGGGG 
GAGCCAATCCCAGAAAACCGGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCG 
CTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACGG 
TACCAT 


>gi|265678579|ref|NR_028884.1| Friedmanniella lacustris strain EL-17a 16S ribosomal RNA, partial sequence 
ACATGCAAGTCGAACGGTAAGGCCCCTTCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGAGCA 
ACCTGCCCTTGACTCTGGAATAACAGTTGGAAACAGCTGCTAATACTGGATATTCATCGTCTCCTTCCTG 
GGGGGTGGTGGAAAGCTCCGGCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGC 
TCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGATACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGC 
GGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGTAGGGACGAAGGGTGACTGACGGTACCTACAGAAG 
AAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGG 
GCGTAAAGGGCTTGTAGGCGGTCCGTCGCGTCAGAAGTGAAAACTCAGGGCTTAACCCTGAGCCTGCTTT 
TGATACGGGCGGAC TAGAGGGATGCAGGGGAGAACGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATAT 
CAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCATTACCTGACGCTGAGAAGCGAAAGCGTGGGGA 
GCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGGGACATTCCAC 
GTTCTCCGTGCCGAAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACC 
TGGGTTTGACATATGCCGGAAAGCTGCAGAGATGTAGCCCCCGCAAGGTCGGTATACAGGTGGTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGC 
CAGCGGGTCATGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAA 
GTCATCATGCCCCTTAAGTCCAGGGCTTCACGCATGCTACAATGGCTGGTACAAAGGGCTGCGATACCGC 
AAGGTGGAGCGAATCCCAAAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCG 
GAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCTCAACCCCTTGTGGGAGGGAGCCGTCTAAGGTG 
GGACTGGCGATTAGGACTAAGTC 


>gi|265678578|ref|NR_028883.1| Dorea longicatena strain 111-35 16S ribosomal RNA, partial sequence 
TAACGCGTGGGTAACCTGCCTCATACAGGGGGATAACAGTTAGAAATGACTGCTAATACCGCATAAGACC 
ACGTACCGCATGGTACAGTGGTAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGGTAGTTGG 
TGGGGTAACGGCCTACCAAGCCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGC 
GACGCCGCGTGAAGGATGAAGTATTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCT 
GACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAT 
TTACTGGGTGTAAAGGGAGCGTAGACGGCACGGCAAGCCAGATGTGAAAAGCCCGGGGCTCAACCCCGGG 
ACTGCATTTGGAACTGCTGAGCTAGAGTGTCGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGC 
GTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGACTGCTAGGTGTCGGGTG 
GCAAAGCCATTCGGTGCCGCAGCTAACGCAATAAGCAGTCCACCTGGGGAGTACGTTCGCAAGAATGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCTGATCTTGACATCCCGATGACCGCTTCGTAATGGAAGTTTTTCTTCGGAACATCGGTGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATC 
TTCAGTAGCCAGCAGGTTAAGCTGGGCACTCTGGAGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGACCAGGGCTACACACGTGCTACAATGGCGTAAACAAAGAGAAG 
CGAACTCGCGAGGGTAAGCAAATCTCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCATGGGAGTCATAACGCCCGAAGTCAGTGACCCAACCGTAAGG 


>gi|265678577|ref|NR_028882.1| Luteococcus peritonei strain 216 16S ribosomal RNA, partial sequence 
AACGGTAAGGCCCTTCGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACT 
CTGGGATAACAGTTGGAAACAGCTGCTAATACCGGATATGAACCCTTTTCGCATGATTTGGGTTGGAAAG 
CTCCGGCGGTCAGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCTTCGA 
CGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGC 


AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTC 
GGGTTGTAAACCGCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCACCGGCCAACT 
ACGTGCCAGCAGCCGCGGTGATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGT 
AGGCGGTTTGTTGCGTCAGAAGTGAAAACTCAGGGCTTAACCCTGAGCCTGCTTCTGATACGGGCAGACT 
AGAGGAAGTTAGGGGAGAACGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGG 
TGGCGAAGGCGGTTCTCTGGGACTTTCCTGACGCTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGA 
TACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTCACATTCCACGTGATCCGTGCCGCA 
GCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGCC 
CCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATG 
CCGGAAACGTCCAGAGATGGGCGCCCCTTTTTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCAATGTTGCCAGCACGTAATGGT 
GGGGACTCATTGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCT 
TATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAACCTGTAAGGGTGAGCGAAT 
CCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAAT 
CGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGT 
CGGTAACACCCGAAGCCAGTGGCCCAACCCTTG 


>gi|265678576|ref|NR_028881.1| Aliivibrio wodanis strain NVI 88/441 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCATGTAGAGTTTGATCATGGCTCAGATTGCACGCTGGCGGCAGGCCTAACACATGCAAG 
TCGAGCGGTAACAGGAATTAGCTTGCTAATTCGCTGACGAGCGGCGGACGGGTGAGTAATGCCTGGGAAT 
ATGCCTTAGTGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAATGTCTTCGGACCAAAGAGG 
GGGATCTTCGGACCTCTCGCGCTAAGATTAGCCCAGGTGAGATTAGCTTGTTGGTGAGGTAAGAGCTCAC 
CAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGA 
AGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGGTATGTAGTTAATAGCTGCACATCTTG 
ACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGT 
TAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCA 
ACCTCGGAACCGCATTTGAAACTGGCAAACTAGAGTGCTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGG 
TGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGACACTGACACTCAGA 
TGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGA 
GGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAA 
GATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACG 
CGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTG 
AGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTATCCTTGTTTGCCAGCACGTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAA 
GGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACA 
GAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAAC 
TCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTGGGC TGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGAC 
GCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAACCA 


>gi|265678575|ref|NR_028880.1| Moritella viscosa strain NVI 88/478 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGAAACGAA 
GAATAGCTTGCTATTCTGGCGTCGAGCGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTAGTCGAGGG 
GGACAACAGTTGGAAACGACTGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCCTCTTCTTGAAAG 
CTCTCGCGACTAGATGAGCCCAAGTGGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATC 
CCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATACCGCGTGTATGAAGAAGGCCTTAGG 
GTTGTAAAGTACTTTCAGCGAGGAGGAAAGGTAGTAGATTAATACTCTGCTACTGTGACGTTACTCGCAG 
AAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTAC 
TGGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGC 
ATTTCGAACTGGCAAACTAGAGTTCTTGAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGA 
GATCTGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGCAAGTAACTGACGCTCAGATGCGAAAGCGTGG 
GTAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTTCCTTG 
AGAACTGGGCTCTTAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
ATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTACTCTTGACATCCATAGAACTTTCCAGAGATGAATTGGTGCCTTCGGGAACTATGAGACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAT 
TTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACG 
TCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCTGCAAAC 
CAGCAATGGTAAGCGAATCCCATAAAGTGCGTCGTAGTCCGGATTGGGGTCTGCAACTCGACCCCATGAA 
GTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCTTCGGGAGGGCGATGACCACGGTG 
TGGTTCATGACTGGGGTGAAGTCGTAACAAGGT 


>gi|265678574|ref|NR_028879.1| Mycobacterium caprae strain gM-1 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGA 
GATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAA 
ACTGGGTCTAATACCGGATAGGACCACGGGATGCATGTCTTGTGGTGGAAAGCGCTTTAGCGGTGTGGGA 
TGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCACCATCGACGAAGGTCCGGGTTCTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGT 


GCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGT 
GGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAG 
TACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGC 
GAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTA 
ACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGG 
ACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGG 
ACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATG 
TCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCCTT 
AAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGT 
AACACCCGAAGCCAGTGGCCTAACCCTCGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|265678573|ref|NR_028878.1| Mycobacterium botniense strain E347 16S 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTTGGGGGTGCTCGAG 
TGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTA 
ATACCGGATAGGACCACCCCATGCATGTGGTGTGGTGGAAAGCGTTATGTAGTGGTGTGGGATGGGCCCG 
CGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGT 
CCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCCTC 
GACGAAGCTGCGGGTTTTCTCGTGGTGACGGTAGGGGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAGTTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTC 
GCGTTGTTCGTGGAATGCCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTGCTGCAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTCTTTCCTGAAGGATCCGTGCCGTAGCTAACGCATTA 
AGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGC 
AGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCATGTTGCCAGCACGTGAGGGTGGGGACTCATGG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC 
TTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTTCAGCGAATCCTTGAAAGCCG 
GTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCG 
AAGCCGCTGGCCTAACCCGTCCGGGAGGGAGGCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


ribosomal RNA, partial sequence 


>gi|265678571|ref|NR_028876.1| Aminobacter aganoensis strain TH-3 16S ribosomal RNA, partial sequence 


ATTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGG 
AGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCAGCTCTACGGAATAACTCAGGGAAACTTGTGCT 
AATACCGTATACGTCCGATAGGAGAAAGATTTATCGGAGTTGGATGAGCCCGCGTTGGATTAGCTAGTTG 
GTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAG 
CCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAAC 
CGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGA 
ATTACTGGGCGTAAAGCGCACGTAGGCGGATTGTTAAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGA 
ACTGCCTTTAATACTGGCAATCTAGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTC 
GTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGAGAGCTAGCCGTCGGCAA 
GTTTACTTGTCGGTGGCGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGATTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACC 
TTACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATCCCTTCAGTTCGGCTGGACCGGTGACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTTC 
GCCCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGAA 
GATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGC TACACACGTGCTACAATGGTGGTGACAGTGGGC 
AGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTG 
CATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCACTGCGCTAACCGCAAGGAGGCAGGTGACC 
ACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 


>gi|265678570|ref|NR_028875.1| Enterobacter pyrinus strain B43 16S ribosomal RNA, partial sequence 


AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGA 
AGCAGCTTGCTCTTTTGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGG 
GATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTC 
TTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCT 
AGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCAAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGCAAGCTGTATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTT 
GTAAAGTACTTTCAGCGGGGAGGAAGGCGATGTGGTTAATAACCGCATTGATTGACGTTACCCGCAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCACGCAGGCGGTCTGTTAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATT 


TGAAACTGGCAGGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTTGCGGTGAAATGCGTAGAGAT 
CTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCTTGGTAGTTCCACGCCGTTAACGATGTTCGGACTTGGAGGTTGTTCCCTTG 
AGGAGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
ATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
TTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCTTCGGGAACTCTGAGACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGT 
GCCAGCGGGTCGGCCGGGAACTCAAAGGAGACTGCCAGTGACAAACTGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCG 
CGAGAGCAACGGACCTCATAAAGTGCGTCGTAGGCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCG 
GAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACTTCGGGAGGGCGCTTACCACTTTGTGATT 
CATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGAACTGCGGTTGGAACACCTCCTTA 


>gi|265678569|ref|NR_028873.1| Virgibacillus marismortui strain 123 16S ribosomal RNA, complete sequence 
GAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGC 
AGGCAGATCCTCTTCGGAGGTGACGCCTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCT 
GCCTGTAAGATTGGGATAACCCCGGGAAACCGGGGCTAATACCGGATAATACTTTTCGTTGCATAACGAG 
AAGTTGAAAGGCGGCTTTTAGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAA 
CGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGC 
GTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTCAGGGAAGAACAAGTGCCGTTCAAATAGGGC 
GGCACCTTGACGGTACCTGACCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
GGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCC 
CACGGCTTAACCGTGGAGGGCCATTGGAAACTGGAGGACTTGAGTACAGAAGAGGAGAGTGGAATTCCAC 
GTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTG 
ACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA 
GTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGT 
ACGGCCGCAAGGCTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGCCAATCCTAGAGATAGGATGTTCCCTTC 
GGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAAC 
CGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGG 
ATGGAACAAAGGGCAGCGAAGCCGCGAGGTCAAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAG 
GCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTAACACCCGAAGTCGGTGAGGTAACCTTT 
TGGAGCCAGCCGCCGAAGGTGGGACCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGT 
GCGGCTGGATCACCTCCTTTCTG 


>gi|265678568|ref|NR_028872.1| Asticcacaulis biprosthecium strain ACM 2498 16S ribosomal RNA, partial 
sequence 
CAGACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTCTAGTGGCGCACGGG 
TGCGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACTCGCCGAAAGGCGTGCTAATACCGGATGAT 
GTCGTAAGACCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAAGATTAGCTAGTTGGTGAGGTAAAGGC 
TCACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGA 
GTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCT 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTA 
AAGCGCACGTAGGCGGCTTTGTAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAGA 
CTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGA 
AGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTGGTGCTTGG 
GTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTG 
ACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTT 
GACATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGGACTGGAACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACC 
ATCATTTAGTTGGGGACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAAACTCGCGAG 
AGTGCGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGCCTACGTTCCCAGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTA 
GCGAC 


>gi|265678567|ref|NR_028871.1| Photorhabdus temperata strain XINach 16S ribosomal RNA, partial sequence 
TCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAAAGTGCTTG 
CACTTTTGCTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGAGGGCGGGGGATAACCAC 
TGGAAACGGTGGCTAATACCGCATAATGTCGCAAGACCAAAGTGGGGGACCTGAAAGGGCCTCACGCCCG 
CGGATGAACCCAGATGGGATTAGCTAGTCGGTAGGGTAATGGCCTACCGAGGCGACGATCCCTAGCTGGT 
CTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGT 
ACTTTCAGCGGGGAGGAAGGGTTTAGCCTGAACAGGGTTGAATTTTGACGTTACCCGCAGAAGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAA 
GCGCACGCAGGCGGTCAATTAAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAACGGCATCTAAGACT 


GGTTGGCTAGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGG 
AATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGTCGATTTGGAGGTTGTTCCCTAGAGGAGTGGCT 
TCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGA 
CATCCAGAGAAGACCACAGAGATGTGGTTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGC 
GTGATGGCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGGATACAAAGTGAAGCGACCTCGCGAGAGC 
AAGCGGAACACATAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCG 
CTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTGGGTTGCAAAAGAAGTCGGTAGCTTAACCTGTTGGAGGGCGCTGACCACTTTGTGATTCATGA 
CTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATCACCTCT 


>gi|265678566|ref|NR_028870.1| Photorhabdus luminescens subsp. laumondii strain TTO1 16S ribosomal RNA, 
partial sequence 
GAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGGGCGGTAACAGG 
AAAGTGCCTGCACTTTTGCTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGAGGGCGGG 
GGATAACCACTGGAAACGGTGGCTAATACCGCATAATGTCGCGAGACCAAAGTGGGGGACCTGAAAGGGC 
CTCACGCCGTCGGATGAACCCAGATGGGATTAGCTGGTAGGTAGGGTAATGGCCTACCTAGGCGACGATC 
TCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGG 
GTTGTAAAGTACTTTCAGCGGGGAGGAAGGGTTTAGCCTGAAGAGGGTTGGACTTTGACGTTACCCGCAG 
AAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGAC 
TGGGCGTAAAGCGCACGCAGGCGGTCAATTAAGTTAGATGTGAAATCCCCGGGCTCAACCTGGGAATGGC 
ATCTAAGACTGGTTGACTGGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGA 
GATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGCGGTCTTG 
AACGGTGGCTTCCGAAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
ATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTACTCTTGACATCCTCAGAATTTGCTGGAGACAGCGAAGTGCCTTAGGGAACTGAGAGACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTG 
TTGCCAGCACGTGAAGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACG 
TCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGGATACAAAGTGAAGCGACC 
TCGCGAGAGCAAGCGGAACACACAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAA 
GTCGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTGGGTTGCAAAAGAAGTCGGTAGCTTAACCGAAAGGGGGGCGCTGACCACTTTG 
TGGCTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATCACCTCCTTAT 


>gi|265678565|ref|NR_028869.1| Photorhabdus luminescens subsp. akhurstii strain FRGO4 16S ribosomal RNA, 
partial sequence 
TGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGGGCGGTAACAGGAAAGCGC 
TCGCGCTTTTGCTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGAGGGCGGGGGATAAC 
CACTGGAAACGGTGGCTAATACCGCATAATGTCGCAAGACCAAAGTGGGGGACCTGAAAGGGCCTCACGC 
CGTCGGATGAACCCAGATGGGATTAGCTGGTAGGTAGGGTAATGGCCTACCTAGGCGACGATCCCTAGCT 
GGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAA 
AGTACTTTCAGCGGGGAGGAAGGATTKAACTTGAACAGRGTTGGAYYTTGACGTTACCCGCAGAAGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGT 
AAAGCGCACGCAGGCGGTCAATTAAGTTAGATGTGAAATCCCCGGGCTCAACCTGGGAACGGCATCTAAG 
ACTGGTTGACTGGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGG 
AGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGGCCCTGAGCTGTG 
GCTTCCGAAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCT 
TGACATCCTCAGAATTTGCTGGAGACAGCGAAGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAG 
CACGTCGAGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTC 
ATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGGATACAAAGTGAAGCGACCTCGCGAG 
AGCAAGCGGAACACACAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAA 
TCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTGGGTTGCAAAAGAAGTCGGTAGCTTAACCTTTTTGGAGGGCGCTGACCACTTTGTGGCTC 
ATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGA 


>gi|265678564|ref|NR_028868.1| Succinispira mobilis strain 19glyl 16S ribosomal RNA, partial sequence 
TTCGGTTGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGAATTAGCAATAATTCTTAG 
TGGCGAACGGGTGAGTAACGCGTGGGCAATCTGCCCTCTAGATGGGGACAACATTCCGAAAGGAGTGCTA 
ATACCGAATGTGTTCAGTAAATTGCATAGTTTGCTGAAGAAAGATGGCCTCTATTTATAAGCTATCGCTA 
GAGGATGAGCCTGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCCGG 
TCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGAAGAAGGCCTTCGGGTCGTAAAG 
TTCTGTTGTTAGGGAAGAATGTGCTTCTTGTAAATAATGAGAAGTAATGACGGTACCTAAAGAGGAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTA 


AAGAGCATGTAGGTGGGAATGTAAGTCTGTTGTTAAAATGCGGGGCTCAACCCCGTATTGCACTGGAAAC 
TACATTTCTTGAGTGCAGGAGAGGAAAGGGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAG 
GAACACCAGTGGCGAAGGCGCCTTTCTGGACTGTGTCTGACACTGAGATGCGAAAGCTAGGGGAGCGAAC 
GGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTTCT 
GTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGCCGCAAGGTTGAAACTCAAGGAATTGAC 
GGGGCCCGCACAAGCCGTGGAATATGTGGTTTAATTCCACGCAACGCGAAGAACCTTACCAGGGCTTGAA 
CATCAACTTGAAAGATATAGAGATATATCCTCTCTTCGGAGACAGGAAGACAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTATCCTATGTTGCCAGCATT 
AAGTTGGGGACTCATGGGAGACTGCCAGGGACAACCTGGAGGAAGGCGGGGATGACGTCAAGTCATCATG 
CCCCTTATGCCTTGGGCTACACACGTACTACAATGGTTGGAAACAGAGGGCAGCGAGACCGCAAGGTGGA 
GCAAATCCCAGAAACCCAATCTCAGTTCGGATTGTGGGCTGAAACTCGCCCACATGAAGTTGGAATCGCT 
AGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACG 
AAAGTTGATTACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGGGTCGATGATT 
GGGGTGAAGTCGTAACAAGGTACCG 


>gi|265678563|ref|NR_028867.1| Thiorhodospira sibirica strain Al2 16S ribosomal RNA, partial sequence 
AATGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGTAACAGGCTTCG 
GGCGCTGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTAGTGGGGGATAACCCGGGGA 
AACTCGGGCTAATACCGCATTAACGCTACGGGGGAAAGCGGGGGATCTTCGGACCTCGCGTTATCAGATG 
AGCCTGCGTCCGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCGGTAGCTGGTCTGAGA 
GGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGGA 
CAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCA 
GCGGGGAAGAAAAGCTCAATGTTAATACCATTGGGTCTTGACGTAACCCACAGAAGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACG 
TAGGTGGTTGTGTCAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGCACGGC 
TAGAGTTTGGTAGAGGAGGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCA 
GTGGCGAAGGCGGCTCTCTGGACTAAAACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGAACNVGCCGTTGGGAGGATTTAGCCTCTTAGTGGCGCA 
AAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCG 
GAACTTGTCAGAGATGACTTGGTGCCTTCGGGAACCGAGAGACAGGTGCTGCATGGCTGTCGTCACTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAACGATTCGGTCGG 
GAACTCTAGGGRGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
TGGGTAGGGCTACACACGTGCTACAATGGCCAGTACAAAGGGTTGCCAACCCGCGCGGGGGAGCTAATCT 
CAAAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGG 


>gi|265678562|ref|NR_028866.1| Prevotella bryantii strain B14 16S ribosomal RNA, partial sequence 
TTGAATTCGTCGACAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCTACAGGCTTAACACATGCAAGTC 
GAGGGGTAACATGAAGAAAGCTTGCTTTCTTTGATGACGACCGGCGCACGGGTGAGTATCGCGTATCCAA 
CCTGCCCATAAGTAGGGAATAGCCTTGCGAAAGTAAGATTAATGCCCTATGGTTTCCATTAAAGACATCT 
GAGATGGAATAAAGATTTATCGCTTATGGATGGGGATGCGTCTGATTAGGTAGTAGGCGGGGTAACGGCC 
CACCTAGCCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAA 
CTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCA 
GGATGACGGCCCTATGGGTTGTAAACTGCTTTTTTAGGGGAATAAAGTTAGCCACGTGTGGTTATTTGCA 
TGTACCCTACGAATAAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTA 
TCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCCGTTTGGTAAGCGTGTTGTGAAATGTCCGGGCTCAAC 
CTGGGCACTGCAGCGCGAACTGTCAGACTTGAGTGCACAGGAAGCGGGCGGAATTCGTGGTGTAGCGGTG 
AAATGCTTAGATATCACGAAGAACTCCAATTGCGAAGGCAGCTCGCTGTAGTGTTACTGACGCTAAAGCT 
CGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTAGTCCGCACGGTAAACGATGGATGCCCGCTGT 
TTGCCCTTCGGGGTGAGTGGC TAAGCGAAAGCGTTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTG 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGG 
AACCTTACCCGGGCTTGAATTGCAGATGACGGATCTAGAGATAGTGACTTCCTTCGGGACATCTGTGAAG 
GTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCTTC 
TCTTCAGTTGCCATCAGGTAGAGCTGGGCACTCTGGAGACACTGCCACCGTAAGGTGTGAGGAAGGTGGG 
GATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGCCGGTACAGAAAGT 
CGGATGCCCGTAAGGTCATTCTAATCAAGAAAGCCGGTCCCAGTTCGGACTGAGGTCTGCAACCCGACCT 
CACGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCAAGCCATGAAAGCCGGGGGTGCCTGAAGTCCGTGACCGCAAGGGTCGGCCTAGGGCAAA 
ACTGGTAATTGGGGCT 


>gi|265678561|ref|NR_028865.1| Solibacillus silvestris strain HR3-23 16S ribosomal RNA, partial sequence 
CGTGCCTAATACATGCAAGTCGAGCGGAAATTTTATTGGTGCTTGCACCTTTAAAATTTTAGCGGCGGAC 
GGGTGAGTAACACGTGGGTAACCTACCTTATAGATTGGGATAACTCCGGGAAACCGGGGCTAATACCGAA 
TAATACTTTTTAACACATGTTTGAAAGTTGAAAGACGGTTTCGGCTGTCACTATAAGATGGACCCGCGGC 
GCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACG 
AAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGTTCGTAAAACTCTGTTGCAAGGGAAG 
AACAAGTAGCGTAGTAACTGGCGCTACCTTGACGGTACCTTGTTAGAAAGCCACGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTT 
CCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCA 
GAAGAGGATAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCAGTGGCGAAG 
GCGACTGTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 


TAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGGTTTCCGCCCCTCAGTGCTGCAGCTAACGCA 
TTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGGTGACCAC 
TATGGAGACATAGTTTCCCCTTCGGGGGCAACGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCTTAGTTGCCATCATTCAGTTGGGCACT 
CTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACC 
TGGGCTACACACGTGCTACAATGGACGGTACAAACGGTTGCCAACCCGCGAGGGGGAGCTAATCCGATAA 
AACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGAT 
CAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACA 
CCCGAAGTCGGTGAGGTAACCTTTATGGACCCACCCGCCGAAGGTGGGATAAATAATTGGGGTGAATTCT 
TAACAAGGTACCCGTATCGGAAGGTGCGGCTGGATCA 


>gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 6611 16S ribosomal RNA, partial sequence 


AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAGGGC 
TTTGGCCCGAGTAGAGTGGCGGACGGGTGAGTAATGCATGGGAATCCACCTCGACGTGGGGGATAACCCG 
GGGAAACTCGGGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCTTCGGCTCTCGCGTCGAGACGAG 
CTCATGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGG 
ATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAG 
TGGGGAAGAAACGCCTGAGGCGAATACTCTCGGGCTATGACGTTACCCACAGAAGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGT 
AGGCGGCAACGTAAGTCAGATGTGAAAGCCCCGGGCTCAACCCGGGAACGGCATTTGAGACTGCGTCGCT 
CGAGTCTGAGAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAG 
TGGCGAAGGCGGCCCCCTGGCTCAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTGGGGTCCATTTAAGGGCTTCGTGGCGCAG 
CTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCTC 
GGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAGCCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGCCCTTAGTTGCCAGCGCGTGATGG 
CGGGAACTCTAAGGGGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCC 
TTATGGGCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCCAA 
TCTCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAA 
TCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 


>gi|265678559|ref|NR_028863.1| Thiohalocapsa halophila strain 4270 16S 
ATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAGCTCTTCGGAGTGAGTAGAGTGGC 
GGACGGGTGAGTAACGCGTGGGAATCTGCCCTGTAGTAGGGGACAACCCGGGGAAACTCGGGCTAATACC 
GCATACGTCCTACGGGAGAAAGAGGGCCTTCGGGCTCTCGCTGCAGGATGAGCCCGCGTCCGATTAGCTA 
GTTGGTAGGGTAATGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGAT 
CCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAAAGCCTGG 
GGTTAATACCCCCGGGTCTTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCGAAGTCAGTCA 
GATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTTGATACTGCTTGGCTCGAGTCTGGTAGAGGGGG 
GTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCCCCCT 
GGACCAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGTCGACTAGCCGTTGGGCTCATTTAAGGGTTTAGTGGCGCAGCAAACGCGATAAGTCGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCTCGGAACTTGGCAGAGATGC 
CTTGGTGCCTTCGGGAGCCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGTTCGGCCGGGAACTCTAAGGAGACT 
GCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACA 
CGTGCTACAATGGTCGGTACAGAGGGCTGCGAAGCAGCGATGTGGAGCCAATCCCAGAAAACCGATCGTA 
GTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGTGGA 
TAGCTTAACCTTCGGGAGGGCGTT 


>gi|265678558|ref|NR_028862.1| Allisonella histaminiformans strain MR2 
sequence 

TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGAAGAAA 
AGAAAGAGCTTGCTCTTTTTTGGATTCCAGTGGCAAACGGGTGAGTAACACGTAAACAACCTGCCTTCAG 
GATGGGGACAACAGACGGAAACGACTGCTAATACCGAATACCTTCCAATTTCCGCATAGAGATAGGAAGA 
AAGGGTGGCCTCTACTTGTAAGCTATCGCCTGAAGAGGGGTTTGCGTCTGATTAGCTGGTTGGTGAGGTA 
ACGGCCCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGAACTGAGACACGG 
TCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCG 
CGTGAACGATGAAGGTCTTCGGATTGTAAAGTTCTGTGATCCGGGACGAAGGCATTGATTGAGAACATTG 
ATTGATGTTGACGGTACCGGAAAAGCAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
TGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCCGTGCAAGTCCATCTTAAAAGC 
GTGGGGCTTAACCCCATGAGGGGATGGAAACTGCAGGGCTGGAGTGTCGGAGGGGAAAGTGGAATTCCTA 
GTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTTTCTAGACGACAACTG 
ACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCCGTAAACGATGG 
ATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGAAGT 
ACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATT 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial 


CGACGCAACGCGAAGAACCTTACCAAGCCTTGACATTGATCGCAATCTGCAGAAATGCGGAGTTCCTCTT 
CGGAGGACGAGAAAACAGGTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTATCTTCTGTTGCCAGCACGTAAAGGTGGGAACTCAGGAGAGACCGCCGCGGAC 
AACGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGGCTTGGGCTACACACGTACTACA 
ATGGGTGCAAACAAAGAGAAGCGAAGTCGCGAGACGGAGCGGACCTCATAAACGCACTCCCAGTTCAGAT 
TGCAGGCTGCAACCCGCCTGCATGAAGTAGGAATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACTATGAGAGTCAGAGACACCCAAAGCCGGTGGGATAA 
CCGAAAGGGATCAGCCGTCTAAGGTGGAGCTGATGATTGGAGTGAAGTCGTAACAAGGTAACCGTAA 


>gi|265678556|ref|NR_028860.1| Entomoplasma lucivorax strain PIPN-2 16S ribosomal RNA, partial sequence 
TGTTTGAATTCCTGGCTCAGGAYGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTT 
GCACCCTAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTAAAGCGGGGGATAGCCTTTGGAAA 
CGAAGGGTAATACCGCATGTGAACTTCATTATCGCATGAGAAGAAGTTGAAAGTTCCGTTTGGAACACTT 
TAAGATGAGGATGCGGCGTATTAGCTAGTAGGCGGGGTAATGGCCCACCTAGGCAATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAG 
CTCTGTTGTAAGGGAAGAACACTTAAAAGAGGAAATGCTTTTAAGCTGACGGTACCTTACCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAT 
AGGGTGCGTAGGCGGTTTTGTAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACT 
ACATCACTAGAATACAAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAG 
AACACCTGTGGCGAAAGCGGCTTACTGGCTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTCGGGGATTTCCTCGGTGCTGC 
AGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCC 
AGTGCAAAGCTATAGAGATATAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGT 
GCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTTGTTAGTTACTACCATTAAGTTGAG 
GACTCTAACAAGACTGCTAGTGTAAACTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATG 
TCCTGGGCTACACACGTGCTACAATGGCCGATACAAAGAGTCGCAAATCCGCAAGGACTAGCTAATCTCA 
AAAAGTCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCCGGAATCACTAGTAATCGCG 
AATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGAGAGTTGGT 
AATACCAGAAGTAGGTAGCTTAACCGTAAGGAGAGCGCTTCCCAAGGTAGGATTAGCGATTGGGGTTAAG 
TCGTAACAAGGTATCCGTACGGGAACGTGCGGATGGATCACTCCTTTC 


>gi|265678555|ref|NR_028859.1| Herbaspirillum lusitanum strain P6-12 16S ribosomal RNA, complete sequence 
TAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACG 
GGAGCTTGCTCCTGGTGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTGCCCTAGAGTGGGGGAT 
AACTAGTCGAAAGATTAGCTAATACCGCATACGATCTACGGATGAAAGTGGGGGATCGCAAGACCTCATG 
CTCATGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAAGCTCACCAAGGCGACGATCAGTAGC 
TGGTCTGAGAGGACGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTA 
AAGCTCTTTTGTCAGGGAAGAAACGGTCTTGGTTAATACCTGGGGCTAATGACGGTACCTGAAGAATAAG 
CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTGCGCAGGCGGTTATGCAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGT 
GACTGTATGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTG 
GAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTT 
GGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATT 
GACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCT 
TGACATGTACGGAATCCTGAAGAGATTTAGGAGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCT 
ACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGA 
GCTAATCCCAGAAAGTGTATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCT 
AGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATG 
GGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGTAAGGAGGGCGATTACCACGGCAGGGTTCGTGACT 
GGGGTGAAGTCGTAACAAGGTANCCGTATCGGAAGGTGCGGCTGGATCACCTCC 


>gi|265678554|ref|NR_028858.1| Saccharomonospora paurometabolica strain YIM 90007 16S ribosomal RNA, 
partial sequence 
TTAGAGTTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAG 
CCGCTTCGGTGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGTACTCTGGGATA 
AGCCCTGGAAACGGGGTCTAATACCGGATAGGACACTGTCTCGCATGGGGTGGTGTGGAAAGCTTCGGCG 
GTACGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGC 
CGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTA 
AACCTCTTTCGCCCGGGACGAAGCGTCACAGTGACGGTACCGGGAGAAGAAGCACCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
TGTGTCACGTCTGCCGTGAAAACCTGCGGCTTAACCGTGGGCGTGCGGTGGATACGGGCATCACTTGAGT 
TCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCG 
AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGACGCTGTTCACGTGTCCCGTGCCGTAGCTAA 
CGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGA 


TCGCCTCAGAGATGGGGTTTCCCTTGTGGCTGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTNCCATGTTGCCAGCGGGTTATGCCGGGGA 
CTCTTGGGAGACTGNCGGGGTCAACTCGGAGGAAGGTGGGGATGACNTCAAGTCATCATGCCCCTTATGT 
CCAGGGCTTTACACATGCTACAATGGCCGGTACANAGGGTGGCGAGACCGNGAGGTGGAGCGAATCCCTT 
AAAGCCGGTCTCAGTTCGGATCGTAGNCTGNAACTCNACTGTGTGAAGTCGGAGTCNCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTA 
ACACCCGAAGCCCACGGCCCAACCGTTCGCGGGGGGAGTGGTCAAAGGTGGGACTGGCGATTGGGACAAA 
GTCcT 


>gi|265678553|ref|NR_028857.1| Roseomonas mucosa strain MDA5527 16S ribosomal RNA, partial sequence 
TTAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGCAAT 
GTCAGTGGCGGACGGGTGAGTAACGCGTAGGAACGTGTCCTGAGGTGGGGGACAACCCCGGGAAACTGGG 
GCTAATACCGCATATGGGCTGAGGCCCAAAGCCGAGAGGCGCCTTTGGAGCGGCCTGCGTCCGATTAGGT 
AGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGA 
TCCAGCAATGCCGCGTGGGTGAAGAAGGTCTTCGGATCGTAAAGCCCTTTCGACGGGGACGATGATGACG 
GTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGC 
TCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGGCCCAAGTCAGGCGTGAAATTCCTGGGCTCAACC 
TGGGGACTGCGCTTGATACTGGGTTGCTTGAGGATGGAAGAGGCTCGTGGAATTCCCAGTGTAGAGGTGA 
AATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCGAGCTGGTCCATTACTGACGCTGAGGCGC 
GACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCGCTGGATGTT 
GGGGCCCATAGGGTCTCAGTGTCGTAGCCAACGCGGTAAGCGCACCGCCTGGGGAGTACGGCCGCAAGGT 
TGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGC 
AGAACCTTACCAGCCCTTGACATGGTCACGACCGGTCCAGAGATGGACTTTCCTAGCAATAGGCGTGATG 
CACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGCCTCTAGTTGCCAGCATGTTCGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAG 
GTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAG 
AGGGAAGCCAGGTCGCGAGGCCGAGCCGATCCCGAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTC 
GGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGTCGTTGCGCTAACCAGCGATGGGGGCA 
GGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGG 
ATCACCTCCTAA 


>gi|265678551|ref|NR_028855.1| Rhodocista pekingensis strain 3-p 16S ribosomal RNA, partial sequence 
CCATGCGCAACACATGCAAGTCGAACGAAGGCTTCGGCCTTAGTGGCGGACGGGTGAGTAACACGTGGGA 
ACGTGCCCTTGGGTTCGGGATAACGTCTGGAAACGGACGCTAATACCGGATGCCCCCTGCGGGGGAAAGA 
TTTATCGCCTGAGGAGCGGCCCGCGTCTGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGACGAT 
CAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGCGGAAGCTGATCCAGCCTGCCGCGTGAGTGATGAAGGCTTCGGGT 
TGTAAAGCTCTTTCGCACGCGACGATGATGACGGTAGCGTGAGAAGAAGCCCCGGCTAACTTCGTGCCAG 
CAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCT 
TTCAAGTCAGGCGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGCTTGAGACTGTGAGGCTTGAGGTCCG 
GAGAGGTGGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGG 
CGGCCCACTGGACGGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCGGCTAGACGTTGGGGCTCTTAGAGCTTCGGTGTCGCAGCTAACGCATT 
AAGCCGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATGCCCTGACCGCCCC 
AGAGATGGGGTTTTCCTTTCGGGGACAGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCACTGTCAGTTGCCATCATTAAGTTGGGCACTCTGG 
CAGAACTGCCGGTGACAAGCCGGAGGAAGGCGGGGATGAACGTCAAGTCCTCATGGCCCTTACGGGTTGG 
GCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGACCACGCGAGTGGAAGCGAATCTCCAAAAGC 
CATCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGC 
ACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTTTACCCG 
AAGCCGGTGCGCTAACCGCAAGGTAGGCAGCCGAACCACGGCT 


>gi|265678550|ref|NR_028854.1| Psychroflexus tropicus strain LA1 16S ribosomal RNA, partial sequence 
GCAGGCCTAACACATGCAAGTCGAGGGGTAACGAGAGTGCTTGCACTTGTCGACGACCGGCGCACGGGTG 
CGTAACGCGTATACAATCTGCCTATTACTAAGAGATAGCCCAGAGAAATTTGGATTAATATTTTATGGTA 
TCCAAAAGCCGCATGGTTTATGGATTAAAGGTTACGGTAATAGATGAGTATGCGTCCTATTAGCTAGATG 
GAGAGGTAACGGCTCCCCATGGCGACGATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTG 
AGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGAGCAATCCTGATCCAG 
CCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAAAAGGTGTACG 
TGTACACTGTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGATGATAAGTCAGTGGTGAAA 
GTCTGCAGCTCAACTGTAGAATTGCCATTGATACTGTTGTTCTTGAGTGCTTGTGAAGTGGTTAGAATGA 
GTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAATACCGATTGCGAAGGCAGATCACTAACAATCCA 
CTGACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACGCCGTAAACGA 
TGGTTACTAGCTGTTTGGACTAATTGAGGTCTGAGTGGCTAAGCGAAAGTGATAAGTAACCCACCTGGGG 
AGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTAA 
TTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCAGTTGACAGGGGTGGAAACACCTTTTTCTTC 
GGACAAATTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAAC 
GAGCGCAACCCCTTTGGTTAGTTACCAGCATGTAATGATGGGGACTCTAGCCATACTGCCAGTGTAAACT 
GTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACACACGTGCTACATGGT 


AGGGACAGAGAGCAGCCACTTCGTGAGAAGGAGCGAATCTACAAACCCTATCACAGTTCGGATCGCAGTC 
TGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCGGTCGCCGCAAGGAGC 
CGCCTAGGGTAAACTGTA 


>gi|265678549|ref|NR_028853.1| Acinetobacter tandoii strain 4N13 16S ribosomal RNA, partial sequence 
GTCTTCTAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACATTCCGAAAG 
GAATGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTAATAGATGAGC 
CTAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGAAT 
GATCGGCCACACTGGGACTGAGACACGGCCAGACTCCTACGGAAGGCAGCAGTGGGGAATATGGACAATG 
GGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAG 
GAGGAGGCTCTTAGGTTAATACCTTGAGATGGACGTTACTCGCAGAATAAGCACTGGCTAACTCTGTGCC 
AGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGC 
TGATTAAGTCGGATGTGAAATCCCTGAGCTTAACTTAGGAATTGCATTCGATACTGGTCAGCTAGAGTAT 
GGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAC 
GCAGCCATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTA 
GTCCATGCCGTAAACGATGTCTACTAACCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATA 
AGTAGACCGCCTGGGAAGTACGGCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGTG 
GAGCATGTGGTTTAATTCGATGCAACGCGAAAACCTTACCTGGTCTTGACATAATAAGAACTTTCCAGAG 
ATGGATTGGTGCCTTCCGGAATTTACATCAAGTGTGCATGGCTGTCGTCAGCTCGTGTCGTAGATGTGGG 
TTAAGTCCGCAAGAGCGCAACCCTTTTCTTTATTTGCCAGCACTTCGGGTGGGAACTTTAAGGATACTGC 
CAGTGACAAACTGGAGGAAGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACAGGGCTACACACGTG 
CTACAATGGTCGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTAGTCC 
GGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAG 


>gi|265678548|ref|NR_028852.1| Acinetobacter gerneri strain 9A01 16S ribosomal RNA, partial sequence 
GTCTTCCAGCGGCGGACGGGTGAGTAATACTTAGGAATCTGCCTATTAGTGGGGGATAACGGCTCGAAAG 
GGTCGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTGTGACCTTGCGCTAATAGATGAGC 
CTAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTAAGAGGAT 
GATCCGCCACACTGGGACTGAGACACGGCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATGGACAATG 
GGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTATGGTTGTAAAGCACTTTAAGCGAG 
GAGGAGGCTCCCGAGCTAATATCACGGGATGGACGTTACTCGCAGAATAAGCACCGGCTAACTTTGTGCC 
AGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGC 
TTTTTAAGTCGGATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTGGGAAGCTAGAGTAT 
GGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAG 
GCAGCCATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTA 
GTCCATGCTGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATA 
AGTAGACCGCCTGGGGAGTACGGCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGTG 
GAGCATGTGGTTTAATTCGATGCAACGCGAAGACCTTACCTGGCCTTGACATACTAAGAACTTTCTAGAG 
ATAGATTGGTGCCTTCGGGAACTTAAATCAGGTGTGCATGGCTGTCGTCAGCTCGTGTCGTAGATGTGGG 
TTAAGTCCGCAAGAGCGCAACCCTTTTTCTTACTTGCCAGCATTTCGGATGGGAACTTTAAGGATACTGC 
CAGTGACAAACTGGAGGAAGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCAGGGCTACACACGTG 
CTACAATGGTCGGTACAAAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCGATCGTAGTCC 
GGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAG 


>gi|265678547|ref|NR_028851.1| Acinetobacter bouvetii strain 4B02 16S ribosomal RNA, partial sequence 
TACTTCTAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACGTTTCGAAAG 
GAACGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTAATAGATGAGC 
CTAGTCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGAT 
GATCCGCCACACTGGGACTGAGACACGGCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATGGACAATG 
GGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAG 
GAGGAGGCTACTATACTAATACTCTGGTATGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCC 
AGCAGCCGCGGTAATACAGAAGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTACGTAGGCGGC 
TTTTTAAGTCGGATGTGAAATCCCTGAGCTTAACTTAGGAATTGCATTCGATACTGGGAAGCTAGAGTAT 
GGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAG 
GCAGCCATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTA 
GTCCATGCCGTAAACGATGTCTACTAACCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATA 
AGTAAACCGCCTGGGGAGTACCGCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGTG 
GAGCATGTGGTTTAATTCGATGCAACGCGAAGACCTTACCTGGTCTTGACATAGTAAGAACTTTCCAGAG 
ATGGATTGGTGCCTTCGGGAACTTACATCAGGTGTGCATGGCTGTCGTCAGCTCGTGTCGTAGATGTGGG 
TTAAGTCCGCAAGAGCGCAACCCTTTTCCTTATTTGCCAGCGGTTAAGCCGGGAACTTTAAGGATACTGC 
CAGTGACAAACTGGAGGAAGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACAGGGCTACACACGTG 
CTACAATGGTCGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTAGTCC 
GGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAATTTGTTGCACCAGAAGTAG 


>gi|265678546|ref|NR_028850.1| Acinetobacter tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 
GTCTTCCAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCATTTAGTGGGGGACAACATTTCGAAAG 
GGATGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTAAATGATGAGC 
CTAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGAAT 
GATCCCCCACACTGGGACTGAGACACGGCCAGACTCCTACGGAAGGCAGCAGTGGGGAATATGGACAATG 


GGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAG 
GAGGAGGCTACTTGATTAATACTTAGGTATGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCC 
AGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGC 
TGATTAAGTCGGATGTGAAATCCCTGAGCTTAACTTAGGAATTGCATTCGATACTGGTCAGCTAGAGTAT 
GGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAG 
GCAGCCATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTA 
GTCCATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATA 
AGTAGACCGCCTGGGGAGTACGGCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAACCGTG 
GAACATGTGGTTTAATTCGATGCAACGCGNAANCCTTACCTGCCCTTAACATAGTAAGAACTTTCCAAAA 
ATGGATTGGTGCCTTCGGGAACTTACATCAGGTGTGCATGGCTTCCGTCAGCTCGTGTCGTAAATGTGGG 
TTAAGTCCNGCAGAGCGCAACCCTTTTNCTTATTNGCAAGCGATAATGTCCGTAACTTTAAAGATACTGC 
CAGTGACAAACTGAAGAAAGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCAGGGCTACACACGTG 
CTACAATGGTCGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTAGTCC 
GGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAG 


>gi|265678545|ref|NR_028849.1| Acinetobacter towneri strain AB1110 16S 
TTCTTGCAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACATTCCGAAAG 
GGATGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGCTCTTTAGACCTTGCGCTAATAGATGAGC 
CTAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGAT 
GATCCGCCACACTGGGACTGAGACACGGCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATGGACAATG 
GGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGTGGG 
GAGGAGGCTTACCGGTTAATACCGGGCAATGGACGTTACCCACAGAATAAGCACCGGCTAACTCTGTGCC 
AGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGCGCGTAGGTGGC 
TAATTAAGTCAAATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTGGTTGGCTAGAGTAT 
GGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAG 
GCAGCCATCTGGCCTAATACTGACACTGAGGTGCGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTA 
GTCCATGCCGTAAACGATGTCTACTAGCCGTTGGGGGATTTGATCCTTTAGTGGCGCAGCTAACGCGATA 
AGTAGACCGCCTGGGGAGTACGGCGCAAGACTAAAACTCAAATAAATTGACGGGGGCCCGCACAACCGTG 
AAGCATGTGGTTTAATTCGATCCAACGCGAAAGCCTTACCTGGCCTTGACATAGTAGAAACTTTCCAAAG 
ATGAAAAGGTGCCTTCGGGAATCTACATCAGGTGTGCATGGCTTTCGTCAGCTCGTGTCGTAGATGTCGG 
TTAAGTCCGCAAGAGCGCACCCTTTTTCCTTACTTGCCAGCATTTCGGATGGGAACTTTAAGGATACTGC 
CAGTGACAAACTGGAGGAAGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCAGGGCTACACACGTG 
CTACAATGGTCGGTACAAAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCGATCGTAGTCC 
GGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAG 


ribosomal RNA, partial sequence 


>gi|265678544|ref|NR_028848.1| Acinetobacter baylyi strain B2 16S ribosomal RNA, partial sequence 


GTCTTGCATCGGCGGACGGGTGAGTAATACTTAGGAATCTGCCTATTAGTGGGGGACAACATCTCGAAAG 
GGATGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTTAGACCTTGCGCTAATAGATGAGC 
CTAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGAAT 
GATCCGCCACACTGGGACTGAGACACGGCCAGACTCCTACGGAAGGCAGCAGTGGGGAATATGGACAATG 
GGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTATGGTTGTAAAGCACTTTAAGCGAG 
GAGGAGGCTTCCTGGTTAATACCCAGGTATGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCC 
AGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGTAAAGCGCGCGTAGGCGGC 
CAATTAAGTCAAATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTGTTTGGCTAGAGTGT 
GGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAG 
GCAGCCATCTGGCCTAACACTGACGCTGAGGTGCGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTA 
GTCCATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATA 
AGTAGACCGCCTGGGGAGTACGGCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGTG 
GAGCATGTGGTTTAATTCGATGCAACGCGAAGACCTTACCTGGCCTTGACATAGTAGAAACTTTCCAGAG 
ATGGATTGGTGCCTTCGGGAATCTACATCAGGTGTGCATGGCTTTCGTCAGCTCGTGTCGTAGATGTGGG 
TTAAGTCCGCAAGAGCGCAACCCTTTTCCTTACTTGCCAGCATTTCGGATGGGAACTTTAAGGATACTGC 
CAGTGACAAACTGGAGGAAGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCAGGGCTACACACGTG 
CTACAATGGTCGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTAGTCC 
GGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAG 


>gi|265678543|ref|NR_028847.1| Cardiobacterium valvarum strain MDA3079 
sequence 

GCGTGCTTAACACATGCAAGTCGAACGGAAACGACGGAGCTTGCTCCGGGCGTCGAGTGGCGGACGGGTG 
AGTAATGCATGGGAATCTGCCTTTTGCTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATAAGAC 
CTGAGGGTGAAAGTGGGGGACCGTTAAGGCCTCACGGCAGAAGATGAGCCCATGTCGGATTAGCTAGTTG 
GTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAG 
CAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCAGGGAGGAAAGCATCATGGTT 
AACACCCATGGTAGTGACGTTACCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATA 
CGGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGCTACCTAAGTCAGATGT 
GAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGAAACTGGGCAGCTAGAGTATGAAAGAGGAAAGCGGA 
ATTTCCAGTGTAGCAGTGAAATGCGTAGATATTGGAAGGAACACCGATGGCGAAGGCAGCTTTCTGGGTC 
GATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAA 
ACGATGTCAACTAGGCGTCGGGTTGTATAGACTCGGTGCCGCAGCTAACGCATTAAGTTGACCGCCTGGG 
GAGTACGGCCGCAAGGTTGAAACTCAAAGAAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTT 


16S ribosomal RNA, partial 


AATTCGATGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGC 
CTTCGGGAACTCTGAGACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTATCCTTACTTGCCAGCACTTAGGGTGGGAACTGTAAGGAGACTGCCGGTGA 
CAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTAC 
AATGGTCGGTACAGACGGTAGCGAAGCCGCGAGGTGGAGCCAATCTGAGAAAGCCGATCGTAGTCCGGAT 
TGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATA 
CGTTCCCGGGTCTTGTACACACTGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAA 
CGAAAGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAA 
CCTGCGGTTGGATCACCTCCTAC 


>gi|265678542|ref|NR_028846.1| Agromyces albus strain VKM Ac-1800 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGA 
GCTTGCTCCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAAC 
CCCGAGAAATCGGAGCTAATACCGGATAGGACCTGGAACCGCATGGTTTTGGGTGGAAAGTTTTTCGGTC 
TGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGG 
CCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGATTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTTAGTAGGGAAGAAGGGCTTCGGCTTGACGGTACCTGCGTAAAAAGCACCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGT 
TTGTCACATCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTGGAGTGC 
GGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAA 
GGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTATTCCACGCCGTAAACATTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGTAGCTAACG 
CATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
ATCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATAACCGAGAAC 
GCCGCAGAAATGTGGAACTCTTTGGACACTCGGTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGTATGTTGCCAGCACGTAATGGTGGGAAC 
TCATATGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATGTCGTAAGGCGGAGCGAATCCCAAA 
AAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAA 
CACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGTGATTAGGACTAA 
GTCGTAACAAGGTAAG 


>gi|265678541|ref|NR_028845.1| Cupriavidus respiraculi strain AU3313 16S ribosomal RNA, partial sequence 
TAGTTTGAACCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGA 
CTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTTGTGGGGGATAACT 
AGTCGAAAGATTAGCTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGCAAGGCCTCGCGCAAT 
AGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGT 
CTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGC 
ACTTTTGTCCGGAAAGAAATGGCGCTGGTTAATACCCGGCGTTGATGACGGTACCGGAAGAATAAGCACC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGCTTGTGACT 
GCAAGGCTAGAGTGCGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGG 
AATACCGATGGCGAAGGCAGCCCCCTGGGACGTGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCTTCAGTA 
ACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGAC 
ATGCCACTAACGAAGCAGAGATGCATTAGGTGCCCGAAAGGGAAAGTGGACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCTACG 
CAAGAGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATGGGTAGGGCTTCACACGTCATACAATGGTGCGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCC 
AATCCCAGAAAACGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGGTTTTGCCAGAAGTGGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCAGG 


>gi|265678540|ref|NR_028844.1| Alysiella filiformis strain Al 16S ribosomal RNA, partial sequence 
TCATGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCACGAGTACTTGTA 
CTTGGTGGCGAGTGGCGAACGGGTGAGTAATGCATTGGAACGTACCGAGTAGTGGGGGATAACTGTCCGA 
AAGGATAGCTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACTTTTAGGAGCCTCGCGCTATTTGA 
GCGGCCAATGTCTGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCAGTAGCGGGTCTGA 
GAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTT 
GGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTT 
TTGTCGGGGAAGAAAAGCGGATTGATAATACCAGTTCGTGATGACGGTACCCGAAGAATAAGCACCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGA 
GCGCAGACGGTTTGTTAAGTCAGATGTGAAATCCCCGAGCTCAACTTGGGAACGGCGTTTGAAACTGGCA 
AGCTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATA 
CCGATGGCGAAGGCAGCCCCCTGGGATAATACTGACGTTCATGCTCGAAAGCGTGGGTAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGGCACTTGATGCCTTAGTAGCG 
TAGCTAACGCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATG 
TGCGGAAGGCTTTAGAGATAGAGCTGTGCCTTCGGGAACCGCAACACAGGTGCTGCATGGCTGTCGTCAG 


CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTAAG 
TTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAACCGCGAGGTGGAGCCA 
ATCCCAGAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTA 
ATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGGGATACCAGAAGTAGGTAGGGTAACCGCAAGGAGCCCGCTTACCACGGTATGCTTCATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTGAT 


>gi|265678539|ref|NR_028843.1| Neisseria dentiae strain V33 16S ribosomal RNA, partial sequence 


GTANGACGCTGGCGGCATGCTTTACACATGCAAGTCGGACGGCAGCACAGAGAAGCTTGCTTCTTGGGTG 
GCGAGTGGCGAACGGGTGAGTAACGCATCGGAACGTACCGAGTAGTGGGGGATAACTGTCCGAAAGGATG 
GCTAATACCGCATACGCTTTGAGAAGGAAAGCGGGGGATCTTCTGACCTCGCGCTATTCGAGCGGCCGAT 
GTCTGATTAGCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCGGGTCTGAGAGGATGAT 
CCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGG 
GGGCAACCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTCAGGG 
AAGAAAAGCCCCGGGTTAATACCCCGGGGTGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGGGCGCAGACG 
GTTACTTAAGCAGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTCTGAACTGGGTGACTAGAGT 
ATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCG 
AAGGCAGCCCCCTGGGATAATACTGACGTTCATGCCCGAAAGCGTGGGTAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGGTACTTGNNATACCTTAGTAGCGTAGCTAA 
CGCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCA 
CAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTACGGAA 
CCCTCCAGAGACGGAGGGGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTGGTTGGGCA 
CTCTAATGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGA 
CCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAGCCGCGAGGCGGAGCCAATCCCAA 
AAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTATCGCAGN 
CAGCATATGCG 


>gi|265678538|ref|NR_028842.1| Paenibacillus nematophilus strain NEMla 
sequence 
TAGAGTTTGATCGTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGGTCTA 
AAGGTGCTTGCATCTTAAGAGCTTAGCGGCGGACGGGTGAGTAACACGTAGGTAACCTGCCTATAAGACT 
GGGATAACGACCGGAAACGGTAGCTAATACCGGATAGATTGTGCTTTCGCATGAAAGGACAAAGAAAGGC 
GGAGCAATCTGCCACTTATAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAAGGGCTTACCAAGG 
CGACGATGCGTAGCCGACCTGAGAGGGTGAGCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAG 
GTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGACTTATAGAGTAACTGCTATAAGAGTGACGGT 
ACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCC 
GGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCAATTAAGTCTGGTGTATAACTTCGGGGCTCAACCCC 
GGATGGCACTGGAAACTGAATGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAAT 
GCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAA 
AGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGG 
GGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTG 
AAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGCAG 
AACCTTACCAGGTCTTGACATCCCTTTGACAGCTTTAGAGATAGAGTGTTCTTACGGGACAGAGAGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
ACTTTAGTTGCCAGCAGGTGAAGCTGGGCACTCTAGAGTGACTGCCGGTGACAAACCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCAGTACAACGGGA 
AGCGAAATCGCGAGATGGAGCGAATCCCAGCAAAGCTGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCC 
TGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGAGGTAACCGAAAGGAGCCAGCCGC 
CGAAGGTGGGGTAGATANAWWGGGGTTNGGANNNNCNCCCCCCGTAACAAGGTAACCCGTAA 


>gi|265678537|ref|NR_028841.1| Marinobacter litoralis strain SW-45 16S 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGATAGCTTGCTATCAGGCGTC 
GAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCCAGTAGTGGGGGACAACAGTCGGAAACGGCTGC 
TAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGAGCCTAAGT 
CGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCCACGATCCGTAGCTGGTTTGAGAGGATGATCA 
GCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGG 
GCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGCGAGGAG 
GAAGGCTCTAAAGCTAATACCTTTAGGGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGT 
TGAGTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTGCTCGGCTAGAGTGT 
GGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAA 
GGCGGCTACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGGATCTTGAATCCTTAGTGGCGCAGCTAACGCA 
CTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATGCAGAGAACTTT 
CCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTGGTTGCTAGCAGGTAATGCTGAGAACT 
CCAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTACGGCC 


16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 


AGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCTGCCAACTCGCGAGAGTGAGCCAATCCCTTAA 
AGTGCGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAAT 
CAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCA 
CCAGAAGTGGTTAGTCTAACCTTCGGGAGGACGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGT 
AACAAGGTAGCCCTAGGGGAACCTGG 


>gi|265678536|ref|NR_028840.1| Mitsuokella jalaludinii strain M9 16S ribosomal RNA, complete sequence 


TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGAGACGATTGAAAGCT 
TGCTTTTGAAAGTCGAGTGGCAAACGGGTGAGTAACGCGTAGACAACCTGCCGTAAAGATGGGGACAACA 
GTTCGAAAGGACTGCTAATACCGAATGTTGTAGAGTTTCCGCATGGGAATCCTACTAAAGGTGGCCTCTA 
CTTGTAAGCTATCGCTTTACGATGGGTCTGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGG 
CGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAG 
GGTTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTCCAATGACGG 
TACCTGACGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTC 
CGGAATTATTGGGCGTAAAGGGAGCGCAGGCGGGAAGGTAAGTCTATCTTAAAAGTGCGGGGCTCAACCC 
CGTGAGGGGATGGAAACTATCTTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAA 
TGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGA 
AAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTAGG 
AGGTATCGACCCCTCCTGTGCCGGAGTTAACGCAATAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGCT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAA 
GAACCTTACCAGGGCTTGACATTGAGTGAAAGGGCTAGAGATAGTTCCCTCTCTTCGGAGACACGAAAAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCC 
TATCCTTTGTTGCCAGCACGCAATGGTGGGAACTCAAAGGAGACTGCCGCGGACAACGCGGAGGAAGGCG 
GGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGATGGACAGAGA 
GCAGCGAAGCCGCGAGGCCAAGCGAACCCCATAAACCATCTCCCAGTTCGGATTGCAGGCTGCAACCCGC 
CTGCATGAAGTTGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCACGGAAGTCATTCACACCCGAAGCCGGCAGGCTAACCGCAAGGAGGCAGCCG 
TCTAAGGTGGGGGCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCA 
CTC 


>gi|265678535|ref|NR_028839.1| Veillonella montpellierensis strain ADV 
sequence 

GAGCACGGGAGCTTGCTCCTATGAATCTTAGTGGCGAACGGGTGAGTAACGCGTAATCAACCTGCCCTAC 
AATGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATACGACCTACGGTTGGCATCAATCGTAGGTG 
AAAGGTGGCCTCTACATGTAAGCTATCGTTGTAGGAGGGGATTGCGTCTGATTAGCTAGTTGGAGGGGTA 
ACGGCCCACCAAGGCGATGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGG 
CCCAAACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCG 
CGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTTAATCGGGACGAATGGTTTGTGTGCAAATAGTG 
CATAGACATGACGGTACCGGAATAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
TGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGACTAGCCAGTCAGTCTTAAAAGT 
TCGGGGCTTAACCCCGTGATGGGATTGAAACTACTAGTCTAGAGTATCGGAGAGGAAAGTGGAATTCCTA 
GTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACGAACACTG 
ACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGG 
GTACTAAGTGTGGGAGGTATCGACCCCTTCCGTGCTGCAGTTAACGCAATAAGTACCCCGCCTGGGGAGT 
ACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATT 
CGACGCAACGCGAAGAACCTTACCAGGTCTTGACATTGATGGACAGAACTAGAGATAGTTTTTCTTCTTC 
GGAAGCCAGAAAACAGGTGGTGCACGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTATCTTATGTTGCCAGCACGTAATGGTGGGAACTCATGAGAGACTGCCGCAGACAA 
TGCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAAT 
GGGAGTTAATAAAGAGAAGCGAAACCGCGAGGTGGAGCGAACCTCACAAACACTCTCTCAGTTCGGATTG 
CAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGAAGTACCCAAAGCCGGTGGGGTAACC 
TTCGGGAGC 


281.99 16S ribosomal RNA, partial 


>gi|265678534|ref|NR_028838.1| Devosia neptuniae strain Jl 16S ribosomal RNA, partial sequence 


TAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTCTCTTC 
GGAGGCAGTGGCAGACGGGTGAGTAACGCGTGGGAATCTACCTAGTTCTACGGAACAACAGAGGGAAACT 
TCTGCTAATACCGTATACGCCCTCCGGGGGAAAGATTTATCGGAATTAGATGAGCCCGCGTAAGATTAGC 
TAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAANAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGTGGGGAAGATAATGAC 
GGTACCCACAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTG 
TTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATTGGTCAGTTAGAGGTGAAATCCCGAAGCTCAAC 
TTCGGAACTGCCTTTAATACTGCCAATCTAGAGTCCGGAAGAGGTGAGTGGAACTCCTAGTGTAGAGGTG 
GAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGAGAGCTAGCCGT 
TGGGTGGTTTACCACTCAGTGGCGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGCCCTTGACATGGCAGGACGATTTCCGGAGACGGATTTCTTCACTTCGGTGACCTGCA 
CACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTTCCTAGTTGCCATCATTTAGTTGGGCACTCTAGGGAGACTGCCGGTGATAAGCCGGAGGAAGGT 
GGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGAG 


GGCAGCTAGTCCGCGAGGACGTGCTAATCCCAAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGA 
GTGCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGCCGGTGCGCTAACCGCAAGGAAGCAGCCG 
ACCACGGTAGGGTCANCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 
CCTCCTTA 


>gi|265678533|ref|NR_028837.1| Vibrio ruber strain VR1 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGAGAAAGCTTGCTTTCTCGGCGTCGAG 
CGGCGGACGGGTGAGTAAAGTCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAA 
TACCGCATGATGTCTACGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGATGGG 
ATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCC 
ACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAA 
GGGAGTAGTTTTAACAGAGCTGCTTTTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTCTG 
TTAAGTCAGATGTGAAAGCCCGGGGCTTAACCCCGGAGTTGCATTTGAAACTGGCAGGCTAGAGTACTGT 
AGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGC 
GGCCCCCTGGACAGATACTGACACTCAAATCCGAAAGCGTGGGGAGCCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGACCTAGAGTCGTGGCTTTGGGAGCTAACGGCGT 
TAAGTAGACCGCCTGGGGGAGTACGGTCGCAAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGCC 
GGAAGAGATTCTGGTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGT 
GAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGATTGCCAGCACTTCGGGTGGGAACT 
TCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGT 
AGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCTAACTTGCGAGAGTGTGCGAATCCCAAAA 
AGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGAT 
CAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCA 
AAAGAAGCAGGTAGTTTAACGGTCGGGAGGACGCTTGCCACTTGGGGTTCATGACGAGGT 


>gi|265678532|ref|NR_028836.1| Cellvibrio japonicus strain Uedal07 16S ribosomal RNA, partial sequence 
GCCCTTAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGA 
AAGTTCTTCGGAATGAGTAAAGCGGCGAACGGGTGAGTAACGCGTGGGAATCTGCCCAGTAGTGGGGGAC 
AACGTTCCGAAAGGGACGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCG 
CTATTGGATGAGCCCGCGTCAGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTGTAAC 
TGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTA 
AAGCACTTTCAGTGGGGAGGAAGGCTGTTTAGTTAATACCTGAGCAGATTGACGCTACCCACAGAAGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGCACGTAGGCGGTTCGTTAAGCTAGCTGTGAAATCCCCGGGCTCAACCTGGGAATTGCAGTTAG 
AACTGGCGAGCTAGAGTATGGTAGAGGGGTGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTG 
GAGGAACATCAGTGGCGAAGGCGACACCCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGGTCCTTGAGACTT 
TAGTGGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCAGTGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCA 
GCGCGTAATGGCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGGCAGTACAAAGGGTCGCCAAGCCGCGA 
GGTGGAGCTAATCCCATAAAACTGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGCAAATCAGAACGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGTTGCAAAAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACTTTGTGATTC 
ATGACTGGGGTGAAGTCGTAACAAGGTAGCCAAGGGCGA 


>gi|265678531|ref|NR_028835.1| Atopostipes suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGCTGAAACA 
CTCTGCTTGCAGAGTGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGGAATCTGCCTATAAGTGGGG 
GATAACATTCGGAAACGGATGCTAATACCGCATATATTCTTGGACCGCCTGGTCCTTGAAAGAAAGACGG 
CTTTGCTGTCGCTTATAGATGATCCCGCGGCGTATTAGTTAGTTGGTGGGGTAATGGCCTACCAAGACCA 
TGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTAGGGAATCTTCCACAATGGGTGCAAACCTGATGGAGCAATGCCGCGTGAATGAAGAAGGTC 
TTCGGATCGTAAAGTTCTGTTATTAGAGAAGAACAAGTCAAGGAGTAACTGCCTTGACTTTGACGGTACC 
TAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGA 
ATTATTGGGCGTAAAGGGAGCGCAGGCGGTTGGAATAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGA 
AGGTCATTGGAAACTGTCCAACTTGAATGCAGAAGAGGTAAGTGGAATTCCATGTGTAGCGGTGAAATGC 
GTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTTACTGGTCTGTGATTGACGCTGAGGCTCGAAAG 
CGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAAGTGTTGGAGG 
GTTTCCGCCCTTCAGTGCTGGAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAA 
ACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAGCTCTTGACATCTTCTGATCACCCTAGAGATAGGGCTTTCCCTTCGGGGACAGAATGACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCATAACGAGCGCAACCCTTAT 
TGTTAGTTGCCAGCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGAGCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTTAC 
GAGGCCGCAAGGCTTAGCGAATCTTTATAAGCCGTTCTCAGTTCGGATTGCTCTCTGCAACTCGAGAGCA 


TGAAGCCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCACGAGAGTCCGTAACACCCGAAGCCGGTGGGGCAACCCTTAGGGGAGCTAGCCGTC 
GAAGGTGGGATGGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACC 
TCCTTC 


>gi|265678530|ref|NR_028834.1| Prauserella alba strain YIM90005 16S ribosomal RNA, partial sequence 
GCGGCGTGCTTAACACATGCAAGTCGTACGCTGAAGCCTGCTTCGGTGGGTGGATGAGTGGCGAACGGGT 
GAGTAACACGTGGGTAATCTGCCTTGTACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATAGG 
ACCATTCCTCGCATGGGGGGTGGTGGAAAGCTCCGGCGGTATGAGTTGAGCCCGCGGCCTATCAGCTTGT 
TGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGC 
AGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGGGTGATACT 
GACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCG 
TTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGCGTCTGCCGTGGAAACCTACAGCTT 
AACTGTGGGCGTGCGGTGGATACGGGCATCACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGC 
GGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAG 
GTGTGGGGTGCTGTCCACGTACTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGC 
AACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGATCGCCGTAGAGATACGGTTTTCTTCGGACTGG 
TGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTCCTGCGTTGCCAGCACGTAATGGTGGGGACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTAC 
AGAGGGTGGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGTAGTCTGCAA 
CTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCGGTTTTGCC 
GGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTG 
CGGCTGGATCACCTCCTTAAGCTTGGTACCCGG 


>gi|265678529|ref|NR_028833.1| Streptococcus sinensis strain HKU4 16S ribosomal RNA, partial sequence 
TAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTGGAACGCACAAGGTGC 
ACCGTAGTTTACTACACCGTACTTTGTGAGTCGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTTTTA 
GCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAGATATCTTACTGCATGGTAAGATATTAAA 
AGATGCAATTGCATCACTAAGAGATGGACCTGCGTTGTATTAGCTAGTAGGTGAGGTAACGGCTCACCTA 
GGCAACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGA 
AGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGAGTGTGAGAGTGGAAAGTTCACACTGTGAC 
GGTAACTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTG 
TCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAAC 
CATAGTACGCTTTGGAAACTGTTTAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGA 
AATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTT 
GGGTCCTTTCCGGGACTCAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
AAGAACCTTACCAGGTCTTGACATCCCGGTGCCCGTCCTAGAGATAGGATTTTGCTTCGGCACACCGGTG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGA 
GTCGCAAGTCGGTGACGGCAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGC 
CTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCC 
GCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGA 


>gi|265678528|ref|NR_028832.1| Gordonia paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 
GTCAGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGGGTACTCGAG 
TGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGGACTCTGGGATAAGCCTGGGAAACTGGGTCTA 
ATACCGGATATTCACTTTCTCTCGCATGGGGGTTGGTGGAAAGCTTTTGCGGTTCAGGATGGGCCCGCGG 
CCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCG 
GCCACACTGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCAGGGAC 
GAAGCGTGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGGAA 
TTCTGCAACTCAATTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGG 
TGGGTACTAGGTGTGGGACTCTTTTCACGGGTTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCTACCGGACCGCTCCAGAGATGGGGCTTCC 
CTTGTGGCTGGTAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGCGTAATGGCGGGGACTTGCAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACA 
ATGGCTGGTACAGAGGGCTGCGATATCGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 


CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAA 
CCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGG 


>gi|265678526|ref|NR_028830.1| Desulfobacter postgatei strain 2ac9 16S 
AGAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGGGA 
TTGCTTGCAATCCCGAGTAGAGTGGCGCACGGGTGAGTAACACGTAGATAATCTGCCTTCAAGCCTGGGA 
TAACTATTCGAAAGGGTAGCTAATACCGGATAAAGTCGATTTACACAAGTAGATTGATGAAAGATTGCCT 
CTTCTTGAAAGCAATTGTTTGGAGATGAGTTTGCGTACCATTAGCTTGTTGGTGGGGTAAAGGCCTACCA 
AGGCAACGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGGAACACGGTCCAGACTCCT 
ACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAAG 
AAGGCCTTTGGGTCGTAAAGCTCTGTCAACAGGGAAGAAGTTACAATTGTTTAACAGATGGTTGTATTGA 
CGGTACCTGTGGAGGAAGCGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGGCGCAAGCGTT 
ATTCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGTCTTGTCCGTCAGGTGTGAAAGCTCGGGGCTCAA 
CCCCGGAAGTGCACTTGAAACAGCAAGACTTGAATACGGGAGAGGAAAGCGGAATTCCTGGTGTAGAGGT 
GAAATTCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCTTTCTGGACCGATATTGACGCTGAGGC 
GCGAAGGCGTGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCACGCAGTAAACGTTGTACACTCGGTG 
TAGCGGGTATTAAAACCTGCTGTGCCCAAGCTAACGCATTAAGTGTACCGCCTGGGAAGTACGGTCGCAA 
GACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACG 
CGAAGAACCTTACCTGGGTTTGACATCCTGTGAATATCCCGTAATTGGGATAGTGCCTTCGGGAGCACAG 
AGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGCAA 
CCCTTATCGTTAGTTGCCAGCATTTAAAGATGGGAACTCTAACGAGACTGCCCGGGTCAACCGGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATATCCAGGGCTACACACGTGCTACAATGGTAGGTACA 
AAGGGCAGCGACTCCGCAAGGGGAAGCCAATCCCAAAAGCCTATCTCAGTCCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATATGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGATTATACCCGACGTCGCTGGGCTAACTTTTAGAGGCAGG 
CGCCTAAGGTATGGTCGATAACTGGGGTGAAGTCGTAACAAGGGAACCATGAG 


ribosomal RNA, partial sequence 


>gi|265678525|ref|NR_028829.1| Acholeplasma axanthum strain S-743 16S ribosomal RNA, partial sequence 


CTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGAGTGCTTGCACTCTAGTGGCGAACGGGTGAGTAAC 
ACGTAGGTAACCTACCCCAAAGATGAGGATAACAGTTGGAAACGATTGCTAATACTCAATAGTTAATAGG 
AAGGCATCTTCTTATTATTAAAGATCCGTATGGATTACTTTGGGAGGGACCTGCGTCGCATTAGCTAGTT 
GGTGAGGTAGTAGCTCACCAAGGCGATGATGCGTAGCCGGACTGAGAGGTTGAACGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGA 
GCAACGCCGCGTGAATGAAGAAGCACTTAGGTGCGTAAAATTCTTTTATTAGGGAAGAATAGCTAGTATA 
GGAAATGATATTAGTGTGACGGTACCTAATGAATAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAA 
TACATAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGAGTAGGCGGCTACTTAAGTTTGAG 
GTATAAGCACAGTGCTTAACGCTGTGAGGCTTTGAAAACTGGGTAGCTAGAGTTAGATAGAGGCAAGTGG 
AATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGT 
CTATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAGTACTAAGTGTCGGAAGAATTCGGTGCTGTAGTTAACGCAATAAGTACTCCGCCTGAGTAGT 
ACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGACCCCGCACAAGCGGTGGATCATGTTGTTTAATT 
CGAAGATACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGCAAAGCTATGGAGACATAGTGGAGGTTA 
TCAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGTAACGA 
GCGCAACCCTCGTTGTTAGTTGCCATCATTAAGTTGGGGACTCTAACAAGACTGCCAGTGATAAACTGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACAAACGTGATACAATGGCTGA 
AACAAAGGGAAGCGAAAGGGTGACCTGGAGCAAAACTCATAAAAACAGTCTCAGTTCGGATTGAAGTCTG 
CAACTCGACTTCATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAACGTCGCGGTGAATACGTTCTCGG 
GGTTTGTACACACCGCCCGTCAAACCACGAAAGTCAGCAATACCCAAAACCGGTGGCCTAACCTGCAAAG 
GAGGGAGCCGTCTAAGGTAGGGTTGATGATTGGGGTTAAGTCGTAACAAGGTATCCGGAAGGT 


>gi|265678524|ref|NR_028828.1| Xylanimonas cellulosilytica strain XIL07 16S ribosomal RNA, partial 


sequence 

TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATCAT 
CAAGCTTGCTTGGTGTGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTCCACTTCGGGA 
TAAGCCTTGGAAACGGGGTCTAATACCGGATATGAGCTTCACCTGCATGGGTGGGGTTGGAAAGTTTTTC 
GGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAG 
CCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGAGGATGACGGCCTTCGGGTTGT 
AAACTCCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGT 
CTGTCGCGTCTGGTGTGAAATCCCGAGGCTCAACCTCGGGCTTGCATCGGGTACGGGCGGACTAGAGTGC 
TGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCACATATCAGGAGGAACACCGATGGCGAA 
GGCAGGTCTCTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGCCATTCCACGGTCCCCGTGCCGCAGCTAACG 
CATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAA 
CATCTAGAGATAGGTGCCCCGCAAGGTCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTC 
ATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTT 
GGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAA 
GCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACA 


CCCGAAGCCCATGGCCCAACCGGTTTTCCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTA 


>gi|265678523|ref|NR_028827.1| Shuttleworthia satelles strain VPI D143K-13 16S ribosomal RNA, partial 
sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAATGATATTACGATCTCTTCGGAGTG 
ACGGTTTTATTTCGAGTGGCGGACGGGTGAGTAACGCGTGAGCAACCTGCCCTATACCGGGGGATACCAG 
TTGGAAACGACTGTTAATACCGCATAAGCGCACGATAAGACATCTTGTTGTGTGAAAAACTCCGGTGGTA 
TAGGATGGGCTCGCGTATGATTAGCCAGTTGGCGGGGTAAAGGCCCACCAAAGCGACGATCATTAGCCGA 
CCTGAGAGGGCGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAGGAAGTATTTCGGTATGTAAAG 
CTCTATCAGCAGGGAAGAAAGAAATGACGGTACCTGAGTAAGAAGCTCCGGCTAAATACGTGCCAGCAGC 
CGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAGAGCA 
AGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTAGTGCATTGGAAACTGTTCAGCTCGAGTGTCGGAGG 
GGTAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGAGGCGAAGGCGGC 
TTACTGGACGATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCTGTAAACGATGAATACTAGGTGTCGGTACCCGAAGGGTATCGGTGCCGTCGCAAACGCATTAAGT 
ATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCCGATGACAAGCGATGT 
AATGTCGTCTCTCTTCGGAGCATCGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTAGTAGCCAGCAGGTGAGCTGGGCACTCTAAGGA 
GACTGCCGGGGTGAACCCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTA 
CACACGTGCTACAATGGCGTAAACAAAGGGAGGCGAAGCCGTGAGGCCAAGCGAATCCCAAAAATAACGT 
CTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCAGATCAGCATG 
CTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCGAAG 
TCAGTGACCCAACCGCAAGGAGGGAGCTGCCGAAGGCAGGACTGATAACTGGGGTG 


>gi|265678522|ref|NR_028826.1| Pseudomonas mediterranea strain CFBP 5447 16S ribosomal RNA, partial 
sequence 
CTAAGATTAACGCTGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGGTGCTTGCACCTCTTGAG 
AGCGGCGGACGGGTGAGTAATGCCTAGGATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTA 
ATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCG 
GATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGT 
CACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGA 
AAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGA 
AGGGCCATTACCTAATACGTGATGGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAG 
CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTC 
GTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGTCGAGCTAGAGTATGG 
TAGAGTGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGG 
CGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGATCTCTTAGTGGCGCAGCTAACGCATT 
AAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCC 
AGAGGTGGATTGGTGCCTTCGGGAAGCATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCAGCTTATGGTGGGCTCTC 
TAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCT 
GGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAA 
ACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATC 
AGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAC 
CAGAAGTAGCTAGTCTAACCTGCGGGGGGACGGTTACC 


>gi|265678521|ref|NR_028825.1| Streptomyces beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
ACGAGCTCAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGA 
TGAAGCCTTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGG 
ACAAGCCCTGGAAACGGGGTCTAATACCGGATAACACTTCCCTCCTCCTGGGGGGTTGTTAAAAGCTCCG 
GCGGTGAAGGATGAGCCCGCGGCCTATCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGG 
TAAGCCGGCCTGAGAGGGCGACCGGCCACACTTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGG 
GTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAG 
GCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAG 
AGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGC 
TAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCC 
GGAAAGCCGTAGAGATACGGCCCCCCTTGTGGTCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGG 
GTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
CCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATGCCGCGAGGCGGAG 
CGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTA 
GTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACG 
AAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCG 


ATTGGGACGAAGTCGTACCGGAGGTTTCC 


>gi|265678520|ref|NR_028824.1| Methylophaga alcalica strain M39 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGATGATTTCCAGCTTGCTGGAATATTAGTGGCG 
GACGGGTGAGTAATATATAGGGATCTGCCTGACAGTGGGGGACAACAGCCGGAAACGGCTGCTAATACCG 
CATACGCTCTACGGAGGAAAGTGGGGGACCTTTCGGGGCCTCACGCTGCAGATGAACCTATATCAGATTA 
GCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGAATGATCAGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCC 
TGATCCAGCAATGCCGCGTGTGTGAAGAAGGCGTTCGGGTTGTAAAGCACTTTAAGTTGGGAGGAAAGGT 
TATGCAATAATACTTGCAGGGGGACGTTACCAATAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGT 
CAGATGTGAAATCCCCGGGCTCAACCTGGGAATGGCATTTGAGACTGGCAGGCTAGAGTATGGTAGAGGT 
GAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACATCAGTGGCGAAGGCGACTCA 
CTGGGCCATTACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCCTAAACGATGTCAACTAGGTGTATGGAGAATTTATTCTTTGTGTACCGAAGCTAACGCGATAAGTTG 
ACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTACGGAAGACTTAGAGTAA 
GTTGTGCCTTCGGGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGGAGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGCCAGGGCTACACACG 
TGCTACAATGGGCAGTACAAAGGGTTGCCAACTCGCGAGATTCCGCTAATCCCATAAAGCTGTTCGTAGT 
CCGGATCGGAGTCTGCAACTCGACTGCCGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCCGTT 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGCAAAAGAAGTAG 
GTAGACTAACCTTCGGGAGGTCGCTTACCACTTTGTGGTCAATGACTGGGGTGAAGTCGTAACAAGGTAG 
CCCTAGGGGAACCTCGCTGGATCC 


>gi|265678519|ref|NR_028823.1| Gordonia sinesedis strain J72 16S ribosomal RNA, partial sequence 
ACACATGCAAGTCGAACGGAAAGGCCCTGCTTGCAGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTG 
GGTGATCTGCCCTCAACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATAGGACCGATGGTTGC 
ATGACTGTTGGTGGAAAGCCTTGTGCGGTTGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTTA 
TGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGC 
GTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCGTATGACGAAGCCTTCGGGTGACGGTAGTGC 
GAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCSGAAT 
TACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATTCTGCAGCTTAACTGCAGGCG 
TGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGC 
AGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCG 
TGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTCCT 
TTTCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAAC 
CTTACCTGGGTTTGACATACACCAGACGCGTCTAGAGATAGGCGTTCCCTTGTGGTTGGTGTACAGGTGG 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCT 
GTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATG 
ACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCG 
ATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGT 
GAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGA 
AGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTC 
CTTA 


>gi|265678518|ref|NR_028821.1| Psychromonas arctica strain Pull 5.3 16S ribosomal RNA, complete sequence 
AGAGTTTGATCCTGCCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGAG 
AATAGCTTGCTATTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTATGGTGGGG 
GACAACAGTTGGAAACGACTGCTAATACCGCATAACATCTCCGGATCAAAGTGGGGGACCTTCGGGCCTC 
ACGCCATAAGAGTAGCCCAAGTGGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCT 
AGTTGGTCTTAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTT 
GTAAAGCACTTTCAGCGAGGAGGAAAGGTTGTACTTTAATAGAGTGCAGCTGTGACGTTACTCGCAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCGCGTAGGTGGTTAATTAAGTCAGATGTGAAATCCCAGGGCTCAACCTTGGAACTGCATT 
TGAAACTGGTTGACTAGAGTTTTGTAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGAT 
CTGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGACAAAGACTGACACTGAGGCGCGAAGGCGTGGGGA 
GCAAACGGGATTAGATACCCCGGTAGTCCACGCAGTAAACGATGTCTATTAGAATTTTGTGGCTATATGC 
CGTGGGATTCAAAGCTAACGCATTAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAT 
CCCTTGACATCCAGAGAATCACCTAGAGATAGATGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTG 
CCAGCGGGTTATGCCGGGAACTCTAGGGACACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCA 
AGTCATCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCAAATACAAAGGGCTGCTCACCAG 
CGATGGTATGCGAATCTCCTAAAGTTTGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTT 
GGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCCTTCGGGGATGGCGATGACCACGGTGT 
GGTTCATGACTGGGGTGAAGTCGTAACAAGGTAACCA 


>gi|265678517|ref|NR_028820.1| Spirochaeta americana strain ASpGl 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCGCGTTTTAAGCATGCAAGTCGAGGGGTAGAAGCGCTTCGGTGCTTTGAGACCGG 
CGAACGGGTGAGTAACACGTAGGTGATCTGCCGTGAGGTTGGGGATAGCCTGTGGAAACACAGGGTAATA 
CCGAATGAGCTTCTGACACTGTGGTGACAGAAGGAAAGGGGCGAGTGCCCCGCCTTACGATGAGCCTGCG 
GCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGATC 
GGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGA 
CGAAAGTCTGACGGAGCGACGCCGCGTGGGTGAAGAAGGCCGTGAGGTTGTAAAGCCCTTTTCTGCTTGA 
GGAATAAGCCTGGGAGGAAATGCCTGGGTGATGACGGTAGGGCAGGAATAAGCCCCGGCTAATTACGTGC 
CAGCAGCCGCGGTAACACGTATGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGG 
ATGGACAAGTCTGGTGTGAAAGACCGCAGCTTAACTGCGGGAGCGCGCTGGAAACTGTACATCTTGAATC 
CTTGAGGGGAAACTGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACCGGTGGCGA 
AGGCGAGTTTCTGGCAAGTGATTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCTGTAAACGATGTGCACTAGGTGTTGGGGTGTTGAAACCTCAGTACCGGAGCTAACGCG 
GTAAGTGCACCGCCTGGGGAGTATGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGTTTGACATATACCGGGAGCT 
ATGAGAGATCATGGTGCCCTTCGGGGCCGGTATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGA 
GGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTCTGTTGCTAACAGGTAAAGCTGAGGACTC 
AGGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATATCCT 
GGGCTACACACGTGCTACAATGGCCGGTACAAAGTGAGGCGAAGCCGCGAGGTGGAGCAAATCGCAAAAA 
ACCGGTCTCAGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGGTGGAATCGCTAGTAATCGCATATC 
AGCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGTAC 
CCGAAGTCGTTAGTCTAACCAGCAATGGAGGACGGCGCCGAAGGTATGCCTGGTAAGGGGGGTGAAA 


>gi|265678516|ref|NR_028819.1| Rhizobium loessense strain CCBAU 7190B 16S ribosomal RNA, partial sequence 
CAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAACG 
TACCCTTTACTACGGAATAACGCAGGGAAACTTGTGCTAATACCGTATGTGCCCTTCGGGGGAAAGATTT 
ATCGGTAAGGGATCGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCA 
TAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGT 
TGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAG 
CAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACA 
TTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGGGTGTCTGGAGTATGG 
AAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGG 
CGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCATTA 
AACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGCCCGGCGACCTACA 
GAGATGTAGGGTTCCCTTCGGGGACCGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTGAGTTGGGCACTCTAAG 
GGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGG 
CTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCTAATCTCCAAAAGCC 
ATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCA 
TGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGA 
AGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGTCAGCGA 


>gi|265678515|ref|NR_028818.1| Leptospirillum ferriphilum strain P3a 16S ribosomal RNA, partial sequence 
TGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCCGACGTGAAAGGGGAGCAATCCCCCG 
GTAGGGTGGCAAACGGGTGAGTAAGACATGGGTGATCTGCCCTGGAGATGGGGATATCCCTCCGAAAGGG 
GGGGCAATACCGAATAGTATCCGGTTCCGTGAAGGGGGCCGGGGAAAGGGAGGCCTCTGGTACAAGCTTC 
CGCTCCTGGATGAGCCCATGGCCCATCAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGACGGGTA 
GCTGGTCTGAGAGGACAACCAGCCACACTGGCACTGAGACACGGGCCAGACTCCTACGGGAGGCAGCAGT 
GAGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGTGGGAAGAAGGCTTTCGGGTTG 
TAAACCACTTTTGCCCGGGACGAAAGGGGGGACCTGAATAAGGTTGCCCGATGACGGTACCGGGAGAATA 
AGCCACGGCTAACTCTGTGCCAGCAGCCGCGGTAAGACAGAGGTGGCAAGCGTTGTTCGGAGTTACTGGG 
CGTAAAGAGTCTGTAGGTGGTCTGTCAAGTCTTTGGTGAAAGGCCGTGGCTTAACCATGGGAATGCCAAA 
GAGACTGGCAGACTGGAGGCTGGGAGAGGGAAGCGGAATTTCTGGTGTAGCGGTGAAATGCGTAGATATC 
AGAAGGAAGGCCGGTGGCGAAGGCGGCTTCCTGGAACAGACCTGACACTGAGAGACGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGGTACTAAGTGTGGGAGGGTTAAACCT 
CCCGTGCCGCAGCCAACGCAGTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGTGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGG 
CTTGACATGCCGCGAGTAGGAAACCGAAAGGGGACCGACCGGTTCAGTCCGGAAGCGGAACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTCAGTCCCGCAACGAGCGCAACCCTCGCCCTCTG 
TTGCCACCGGGTCATGCCGGGCACTCTGAGGGGACTGCCAGCGACAAGTTGGAGGAAGGAGAGGATGACG 
TCAAGTCATCATGGCCCTTATGCCCAGGGCCACACACGTGCAACAATGGCCGGTACAGACGGAAGCAAGA 
CCGAGAGGTGGAGCAAATCCGAGAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAA 
GTCGGAATCGCTAGTAATCGCGTATCAGCACGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCACGAAAGTCTGTTGTACCTGAAGTCGGTGCCCCAACCGGAAACGGAGGGAGCCGCCCAAGG 
TATGGCCGGTAATTGGGGTGAAGTCGTAACAAGGTACCCGTCTAGA 


>gi|265678514|ref|NR_028817.1| Paenibacillus naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial 
sequence 
CCTAGAGTTTGATCCTGGCTCAGGACGAACCGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCTAGG 


GGTGCTCCCTTAGGGGAGACCTCCTGGAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGTAAG 
ACCGGGATAACTACCGGAAACGGTAGCTAAGACCGGATAGGTGGTTTCTCCGCATGGAGGGATCAAGAAA 
CACGGTGCAAGCTGTGGCTTACAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCA 
AGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAG 
AAGGTTTTCGGATCGTAAAGCTCTGTTGCCAAGGAAGAACGCCTTGGGGAGTCACTGCCCTGAGGGTGAC 
GGTACTTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCCGCTTAAGTTTGGTGTATAAGCCCGGGGCTCAAC 
CCCGGATCGCACCGAAAACTGGGTGGCTTGAGTGCAGGAGAGGAAAGCGGAATTCCACGTGTAGCGGTGA 
AATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTT 
AGGGGTTTCGATACCCTTGGTGCCGAAGTCAACACAATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGA 
GTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCG 
AAGAACCTTACCAGGTCTTGACATCCCTTTGACCGGTACAGAGATGTACCTTTCCTTCGGGACAGAGGAG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGAGCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGG 
GAAGCGAAGGAGCGATCCGGAGCGAATCCTTATAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGC 
CTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTA 
CACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCG 
CCGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAAGCAAGGTAGCCGTATCGGAAGGTGCGGCTGGATC 
ACCTCCTTAAA 


>gi|265678513|ref|NR_028816.1| Turicibacter sanguinis strain MOL361 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACCACTTC 
GGTGGTGAGCGGCGAACGGGTGAGTAACACGTAGGTTATCTGCCCATCAGACGGGGACAACGATTGGAAA 
CGATCGCTAATACCGGATAGGACGAAAGTTTAAAGGTGCTTCGGCACCACTGATGGATGAGCCTGCGGCG 
CATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGA 
AAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGCCTTCGGGTTGTAAAATTCTGTTATAAGGGAAGA 
ATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGAGAAAGCCACGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCGCGCAGGTGGTTG 
ATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCAACTTGAGTGCAG 
AAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGG 
CGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGTCGAACCTCAGTGCTGAAGTTAACGCATTAAG 
CACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATACCAGTGACCGTCCTAG 
AGATAGGATTTTCCCTTCGGGGACAATGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCATTCAGTTGGGGACTCTAAC 
GAGACTGCCAGTGACAAACTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGC 
TACACACGTGCTACAATGGTTGGTACAAAGAGAAGCGAAGCGGTGACGTGGAGCAAACCTCATAAAGCCA 
ATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCA 
TGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGA 
AGTCAGTGGCCTAACCGCAAGGAGGGAGCTGCCTAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAA 
GGTATCCCTACCGGAAGGTGGGGTTGGATCACCTCCTT 


>gi|265678512|ref|NR_028815.1| Kaistella koreensis strain Chj707 16S ribosomal RNA, partial sequence 
GTTTGATCCTGGCTCAGGATGAACGCTAGCGGNAGGCCTAACACATGCAAGCCGAGCGGTATGGATAGCT 
TGCTATCCAGAGAGCGGCGTACGGGTGCGTAACACGTGTGCAACCTGCCTTTATCTGGGGGATAGCCTTT 
CGAAAGGAAGATTAATACCCCATAATATGGTGTCCGGCATCGGTCGCATTGAAAGCCTCGGCGGATAGAG 
ATGGGCACGCGCAAGATTAGATAGTTGGCGGGGTAACGGCCCACCAAGTCGATGATCTTTAGGGGTCCTG 
AGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATAT 
TGGACAATGGGTGGAAGCCTGATCCAGCCATCCCGCGTGAAGGATGACGGTCCTATGGATTGTAAACTTC 
TTTTGTACAGGGATAAACCTGCCCTCGTGAGGGCAGCTGAAGGTACTGTACGAATAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGT 
AGGCGGGCCTGTAAGTCAGTGGTGAAATCTCATAGCTTAACTATGAAACTGCCATTGATACTGCAGGCCT 
TGAGTAAATTTGAAGTGGCTGGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAACACCGA 
TTGCGAAGGCAGGTCACTAAGATTTAACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGCTAACTCGTTTTTGGACTTCGGGTTCAGAGACCAAGCGAAA 
GTGATAAGTTAGCCACCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGATTATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGACTTAAATGGGAATTGAC 
AGATTTAGAAATAGATCCTCCTTCGGGCAATTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTG 
AGGTGTTAGGTTAAGTCCTGCAACGAGCGCAACCCCTGCCAACAGTTGCCATCATTCAGTTGGGGACTCT 
GTTGGGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCTTG 
GGCCACACACGTAATACAATGGCCGGTACAGAGGGCAGCTACCTGGTGACAGGATGCGAATCTCGAAAGC 
CGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGCATCAG 
CCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTCTGGGGTACC 
TGAAGTCGGTGACCGTAATAGGAGCTGCCTAGGGTAAAACAGGTAACTAGGGCTAAGTCGTAACAAGGGG 
GG 


>gi|265678511|ref|NR_028814.1| Thermaerobacter subterraneus strain C21 16S ribosomal RNA, complete 
sequence 


CAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCATAAGACATGCAAGTCGAGCGGGGGGACT 
GGGGAGCTTGCTCTCCGGTCTCCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGGCAGTGG 
GGGATAACCCTGGGAAACTGGGGCTAATACCGCATACGGTCCGCGCTCCGCATGGGGTGTGGAAGAAAGG 
CCGTCGTGAGGCGGTCGCTGCCGGAGGGGCCCGCGGCCCATCAGCTGGTTGGTGGGGTAACGGCCCACCA 
AGGCGACGACGGGTAGCCGGCCTGAGAGGGTGGCCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTCGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGAGG 
AAGCCCTTCGGGGTGTAAACCCCTGTCGTCCGGGACGAAGGTGAGGGGCTGAAAGGCCTCTTGCTGACGG 
TACCGGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTC 
CGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCTGGCAAGTCGGATGTGAAAGGTCCCGGCTCAACCG 
GGGAGGTGCATTCGAAACTGCCGGGCTTGAGGGCAGGAGAGGGCAGCGGAATTCCCGGTGGAGCGGTGAA 
ATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTGCCTGGCCTGGCCCTGACGCTGAGGCGCG 
ACAGCGTGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGTGG 
GAGGTATCGACCCCTTCCGTGCCGGAGC TAACGCACTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGC 
TGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCTGGGCTTGACATCACCGCGAACCTGGCCGAAAGGCCGGGGTGCCCTTCGGGGAGCGCGG 
TGACAGGTGCTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCCGCCCTGTGTTGCCAGCGGCTTGGCCGGGCACTCACAGGGGACTGCCGGTGACAAACCGGAGGAAG 
GTGGGGATGACGTCAAATCATCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGCCGGTACAA 
CGGGTTGCGAACCCGCGAGGGGGAGCCAATCCCTAAAAGCCGGTCCCAGTTCGGATCGCAGGCTGCAACT 
CGCCTGCGTGAAGCCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCACGGGAGCTGGCAACACCCGAAGCCGGTGGCCCAACCCGAAAGGGAGGG 
AGCCGTCGAAGGTGGGGCCGGTGACTGGGGTGAAGTCGTAACAAGGTAGCCCTACGGGAACGTGGGGCTG 
GATCACCTCCTT 


>gi|265678510|ref|NR_028813.1| Mycoplasma canis strain PG14 16S ribosomal RNA, partial sequence 
ACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGT 
AACACGTACTTAACATGCCTTTTAGATTGGGACAACGATGAGAAATTATCGCTAATACCGGATACTTATA 
TGGTTCGCATGAACTATATATAAAAGAAGCCTTTAAAGCTTCACTAAAAGATTGGGGTGCGGAACATTAG 
CTAGTTGGTAAGGTAATGGCTTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCT 
GATGGAGCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAGC 
AGTAGAGGAAATGCTATTGCCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCG 
CGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTATGTTAAG 
TCTGGCGTGAAAACTTGGGGCTCAACCCCAAATTGCGTTGGATACTGGCATGCTAGAATTGTGTAGAGGT 
TAGCGGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACATCAACATGGCGAAGGCAGCT 
AACTGGGCACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCTGTAAACGATGATGATTAGCTGATAGTARAACTATCGGCACAGCTAACGCATTAAATCATCCGCCT 
GAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTTGAAGATACKCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTG 
GAGGCTAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCT 
GCAACGAGCGCAACCCTTGTCCTTAGTTAATTTTCTAGGGAGACTGCCCGAGTAATTGGGAGGAAGGTGG 
GGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGATGGTACAAAGAG 
AAGCAAAACGGCGACGTCAAGCAAATCTCAAAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGAC 
TACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTA 
CACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACTGC 
CTAAGGCAGGGCCGGTGACTGGGGTGAAGTCGTAACAAGGTAACA 


>gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus strain AIP313.00 16S ribosomal RNA, partial 
sequence 
CTTACGATCGAGTGGCAAACGGGTGAGTAACGCGTAAACAACCTGCCCCGCAGATGGGGACAACAGCTGG 
AAACGGCTGCTAATACCGAATACGGTCCTCTTAGCGCATGGTAAGAGGAAGAAAGGGTGGCCTCTGGAAC 
AAGCTACCGCTGTGGGAGGGGTTTGCGTCTGATTAGCTGGTTGGAGGGGTAACGGCCCACCAAGGCGACG 
ATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGACGGCCTT 
CGGGTTGTAAAGCTCTGTTATAGGGGACGAACGGCCGGGTAGCGAAGAGGTAGCCGGCATGACGGTACCG 
TAAGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAA 
TGATTGGGCGTAAAGGGCGCGCAGGCGGCTGTGTAAGTCTGTCTAAAAAGTGCGGGGCTAAACCCCGTGA 
GAGGATGGAAACTGGACAGCTGAGAGTGTCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCG 
TAGATATTAGGAGGAACACCGGTGGCGAAAGCGGCTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGC 
CAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGGAGGT 
ATCGACCCCTCCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAAC 
CTTACCAAGCCTTGACATTGCTCGCAACGGGTAGAGATACCTGGTTCTTCTTCGGAAGACGAGACAACAG 
GTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTA 
TCTTCAGTTACCAGCACGTAGCGGTGGGGACTCAGGAGAGACAGCCGCAGACAATGCGGAGGAAGGCGGG 
GACGACGTCAAGTCATCATGCCCCTTATGGCTTGGGCTACACACGTACTACAATGGCTCTAAATAGAGGG 
AAGCGAAGGAGCGATCCGGAGCAAACCCCGCAAACAGAGTCCCAGTTCGGATTGCAGGCTGCAACTCGCC 
TGCATGAAGGAGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAAAGTCATTCACACCCGAAGCCGGTGAGGTAACCGCAAGGAGCCAGCCGT 
CAAAGGTG 


>gi|265678508|ref|NR_028811.1| Thermodesulfobacterium thermophilum strain 7 16S ribosomal RNA, partial 
sequence 


AGCGGCGCGCCTAACCCATGCAAGTCGAGCGGGAAAGGGCTTCGGCCCTAGTACCGCGGCAGACGAGTGA 
GTAACACGTGAGTAACCTGTCCTCGGGTCTGGGATAACTACCCGAAAGGGTAGACAATACCGGATAAAGT 
CACCGGACGCAAGTTCGGTGATGAAAGGGGGCCTCTGCATAGCAAGCTCCTGCCTGAGGAGGGGCTCGCG 
GCCCATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGACGGGTAGCCGGCCTGAGAGGGTGGTC 
GGCCACGCGGGCACTGAGACACGGGCCCGACTCCTACGGGAGGCAGCAGGGGGGAATCTTGGGCAATGGG 
CGAAAGCCTGACCCAGCGACGCCGCGTGGGGGAAGAAGGCCTTCGGGTCGTAAACCCCTGTTCTGGAGGA 
AGAACTTCAGATAGGTGAACAGCCTATCTGAACTGACGGTACTCCAGGAGAAAGCCACGGCTAACTGCGT 
GCCAGCAGCCGCGGTAATACGCAGGTGGCGAGCGTTGCCCGGAATCACTGGGCGTAAAGGGTGCGTAGGG 
GGCCGGATAAGTCATAGGTTAAAGCCCGGAGCTCAACTCCGGAAAAGCCTATGATACTGTCTGGCTTGAG 
GGCCGGAGAGGCTGGCGGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGGGAGGAACACCGGTGGG 
GAAGCCTGCCAGCTGGACGGATCCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACCGGATTAGATACC 
CGGGTAGTCCACGCCGTAAACGATGGGCGCTAGGTGCGGGGGTTAAAACCTCTGTGCCGTAGCTAACGCG 
TTAAGCGCCCCGCCTGGGGAGTACGGSCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCACGTGGTTTAATTCGATGCAAAGCGAAGAACCTTACCTGGGTTTGACATGCTAGGGTTGTA 
CCCTGGTGGAAACATCGGGGGAGCGTAGGGTTTATCTCTACGCGCTCTAGCACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCATC 
GGTTCGGCCGGGCACTCTAAGGGGACTGCCGGGGATAACCCGGAGGAAGGAGGGGATGACGTCAAGTCCT 
CATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGGGGGTACAGAGGGTTGCGAACCKGCAAGGG 
GGAGCTAATCCCAGAAAGCCCTCCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCCGGAATC 
GCTAGTAATGGCGGATCAGCATGCCGCCGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGGAAGCTGGCTCCACCCGAAGTCGTTACCCTAACCNGCTTTGCCTGGAGGGGGGCGCTACGGTGGGGC 
TGGTGACTGGGGTGAAGTCGTAACAAGGTACCCTACCGGAAGGTGGGGGT 


>gi|265678507|ref|NR_028810.1| Lactobacillus ingluviei strain KR3 16S ribosomal RNA, partial sequence 
CTGCTCAGGATGAACGCCGGCGGTGTGCCTAATACATGCAAGTCGAACGCGTTGGCCCAACTGATTGATT 
GTGCTTGCACAGGATTGACGTTGGTTTCCCAACGAGTGGCGGACGGGTGAGTAACACGTAGGCAACCTGC 
CCCGAAGCGGGGGACAACATTTGGAAACAAGTGCTAATACCGCATAACAACTTTGACCGCCTGGTCAAAG 
CTTAAAAGATGGTTTCGGCTATCACTTCGGGATGGGCCTGCGGCGCATTAGCTTGTTGGTGGGGTAACGG 
CCTACCAAGGCGATGATGCGTAGCCGAGTTGAGAGACTGATCGGCCACAATGGGACTGAGACACGGCCCA 
TACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTG 
AGTGAAGAAGGGTTTCGGCTCGTAAAGCTCTGTTGTTGAAGAAGAATGTGCAAGTAGAGTAACTGTTCTT 
GTATTGACGGTATTCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGAAAGCCTTC 
GGCTTAACCGAAGAAGTGCATCGGAAACTGGATGACTTGAGTGCAGAAGAGGGCAGTGGAACTCCATGTG 
TAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGCCTGGTCTGTAACTGACG 
CTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTG 
CTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACG 
ACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCCAACCCTAGAGATAGGGCGTTCCCTTCGGG 
GACGCAATGACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTTACTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGG 
AGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACG 
GTACAACGAGTCGCGAACTCGCGAGGGCAAGCTAATCTCTTAAAACCGTTCTCAGTTCGGACTGCAGTCT 
GCAACTCGACTGCACGAAGTCGGAATCGCTAGTAATCGCGGATCAAGCATGCCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCGTCACACCATGGGAGTTTGCAATGCCCAAAGTCGGTGGGGTAACCTTTTGG 
AGCCAGCCGCTAAGGCAGGGCAGATGACTGGGACAA 


>gi|265678506|ref|NR_028809.1| Pseudoalteromonas phenolica strain O-BC30 16S ribosomal RNA, partial 
sequence 
ATGAGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACGAT 
CGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTAAGGTGGGGGACAACAGTTGGAAACGACTACTAA 
TACCGCATAACGTCTACGGACCAAAGAGGGGCTTCGGCTCTCGCCCTTAGATTAGCCCAAGTGGGATTAG 
CTAGTTGGTGAGGGTAATGGGCTCACCAAGGGCGACGATCCCTAGCTGGTTTGAGAGGGATGATCAGCCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTAAGGAGGAA 
AGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTTACAGAAGAAGCACCGGCTTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCCGGTT 
TGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTATG 
ATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATTGGCGAA 
GGCAGCCACCTGGGTTAATACTGACGCTCATGTACGGAAAAGCGTGGGGAGCAAACGGGATTAGATACCC 
CGGTAGTCCACGCCGTAAACGATGTCTACTAGGAGCTGGGGTCTTCGGACAACTTTTCCAAAGCTAACGC 
ATTAAGTAGACCGCCTGGGGAGACGGCCGCAAGGTTAAACTCAAATAATTGACGGGGGCCGCACAACGGT 
GGAGCATGTGTTTAATTCGATGCAACGCGAAGAACCTACCTACACTTACATACAGAGAACTTACTAGAGA 
TAGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCTAAGGAG 
ACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTAC 
ACACGTGCTACAATGGCGCATACAGAGTGCTGCAAGCTCGCGAGAGTTAGCGAATCACTTAAAGTGCGTC 
GTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCAGCTAGTAATCGCGGATCAGAATG 
CCGCGGTGAATACGTTCCCGGGCTTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAG 
TAGGTAGCTTAACCTTAGGGAGGGCGCTTACCACGGAGGATCATATGGTA 


>gi|265678505|ref|NR_028808.1| Mycobacterium montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial 
sequence 


TGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGG 
CCTCTTCGGAGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTCGGGATA 
AGCCTGGGAAACTGGGTCTAATACCGAATATGACCACGAGACGCATGTCTTGTGGTGGAAAGCTTTTGCG 
GTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGC 
CGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTA 
AACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTT 
TGTCGCGTTGTTCGTGAAAACCGGGGGCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTACT 
GCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG 
GCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGAATCCGTGCCGTAGCTAACGC 
ATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGC 
TGGTAGAGATATCAGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGGGTAATGCCGGGGACTC 
GTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCA 
GGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTAAGGTTAAGCGAATCCTTTTAA 
AGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAAC 
ACCCGAAGCCAGTGGCCTAACCTTTTGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCG 
TAACAAGGTAGCCGTACCGGAAGGTGCGGYTGGATCACCTCCTTTCT 


>gi|265678504|ref|NR_028807.1| Thioalkalivibrio jannaschii strain ALM2 16S ribosomal RNA, partial 
sequence 
TGATTGTTTGATCCTGGCTCAGATTGAACGCTCGCGGTATGCTTAYYTCATTTTYYTCTAACGGTAACGC 
GGGAGCTTGCTCCTGGCGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTAGCGGAGGA 
CAACTCGGGAAACTCGAGCTAATACTGCATACGCCCTACGGGGGAAAGCGGGGGATCTTCGGACCTCGCA 
CTATCAGATGAGCCTGCGTCCAATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATTGGTAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTA 
AAGCACTTTCAGTAGGGAAGAAAAGCCGACGGCCAATACCCTTCGGTCTTGACATCACCTACAGAAGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGGGCACGCAGGCGGTCGTGTAAGTTAGATGTGAAAGCCCCGGGCTTAACCTGGGAAWTGCACCTAA 
TACTATACGACTAGAGTTTGATAGGGGAGAGCGGAATTCCCCGGTGTAGCGGTGAAATGCGTAGATATCG 
GGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGATCAAAACTGACGCTGAGGTGCGAAAS SKKGGGTAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAGAACTAGTTGTTGGTCGGAATTTGCCG 
GTCAGTGACGCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAC 
CCTTGACATCCTCGGAACTTGTCAGAGATGACTTGGTGCTTCGGGAACCGAGTGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCTAGTTGCC 
AGCGGTTCGGCCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGCCAAGT 
CATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCTGCCAACCCGCGA 
GGGGGAGCTAATCCCACAAAACCGGTCCTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGTGGATCAGCACTGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTTGACTGCACCAGAAGTGGATAGTCTAACCTCCGGGAGGACGTTCACCACGGTGTGGTT 
AATA 


>gi|265678503|ref|NR_028806.1| Thioalkalimicrobium cyclicum strain ALM1 16S ribosomal RNA, partial 
sequence 
AGTGATTGTTTGATCYTGGCTCAGAATGAACGCTGGCGGCAGGCCTAAKACATGCAAGTCGGACGGTAAC 
AGGGGAGCTTGCTCCTGCTGACGAGTGGCGGACGGGTGAGTAAGGCATGGGAATCTGCCCTTTGGTTGGG 
GATACCGTATGGAAACGTACGTTAATACCGAATGAGATCTACGGATGAAAGGTGGCCTCTACTTGTAAGC 
TATCGCCAAAGGATGAGCCCATGTTAGATTARCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCT 
ATAGCTGGTTTGAGAGGATGATCAGCCNCACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGGG 
TTGTAAAGCACTTTTAGTGAGGAGGAAAGGCAGTTAGTTAATACCTGATTGCTGTGACGTTACTCACAGA 
AAAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACT 
GGGCGTAAAGCGCGCGTAGGCGGATTGTTAAGTCAGTTGTGAAANCCNTGGGYTCAACNTAGGAACGGCG 
ATTGAAACTGGCAGTCTAGAGTTTAGTAGAGGGAAGGGGAATTTCTGGAGTAGCAGTGAAATGCGTAGAT 
ATCAGAAGGAACATCAGTGGCGAAGGCGCCTTCCTGGACTAAAACTGACGCTGAGGTGCGAAAGCGTGGG 
GAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGTCTTATTAA 
AAAGATTAGTAGCGCAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CATCCCTTGACATCCACAGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGC 
ATGGCTMTCGTCAGCTCGTGTCGTGAGATGTTCCCGCAACGAGCGCAAACCNTTATCATTAGTTGCTACC 
ATTTAGTTGAGAACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATC 
ATGGCCCTTATGGGATGGGCTACACACGTGCTACAATGGTCGGTACAAACAGTTGCGAAGCCGCGAGGTG 
GTGCGAATCTGAAAAAACCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCG 
CTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGA 
CTGGGGTGAAGTCGTAACAAGGTAACCGTA 


>gi|265678502|ref|NR_028805.1| Pseudonocardia zijingensis strain 6330 16S ribosomal RNA, partial sequence 
CGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTTCGGGGGTACACGAGCGGCGAACGGGTGAG 
TAACACGTGGGTGACCTGCCCTCAGCTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACC 
TGCTGTTGCATGACAGTGGGTGGAAAGTTTTTTCGGCTGGGGATGGGCCCGCGGCCTATCAGCTTGTTGG 
TGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGA 
GATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGC 
GACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACCGGGACGAAGCGTGAGTGACGG 
TACCGGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTC 
CGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGCGTCGGTCGTGAAAACTTGGGGCTTAACCC 
TGAGCGTGCGGTCGATACGGGCATCACTTGAGTTCGGTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTG 
AAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGT 
GGGGGCCATTCCACGGTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACG 
CGAAGAACCTTACCTGGGTTTGACATGCACTAGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCTGGTGT 
GCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CCTCGTTCCATGTTGCCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAA 
GGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTAGTACA 
GAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTAGTCTCAGTTCGGATCGGGGTCTGCAAC 
TCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCCCTTGTGGGA 
GGGAGTCGTCGAAGGTGGGACC 


>gi|265678501|ref|NR_028804.1| Selenihalanaerobacter shriftii strain DSSE-1 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATNCCTGGCTCAGGNACGAACGCTGGCGGCGTGCTTAACACATGCAAGTTGTGCGAGAAAGC 
TACCTTCGGGTAGTTAGTAAAGCAGCGGACGGGTGAGTAACGCGTGAGTAATCTACCTTTAAGTTAGGGA 
TAACTATTCGAAAGAGTAGCTAATACCTAATATTATATCATCACCATAAGGCGATGATATGAAAGATGGC 
CTTGCTATCGCTTAAAGATGAGCTCGCGTCCCATTAGCTAGTTGGTAAGATAACAGCTTACCAAGGCCAC 
AATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCTGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGCCT 
TCGGGTCGTAAAGCTCTGTCCTCAGGGAAGAACACCCTAGTCGTAAATAACGGCTAGGTTTGACGGTACC 
TGTGGAGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGA 
ATTATTGGGCGTAAAGGGTGTGTAGGCGGTCTAGTAAGTCAAATGTGAAATTCATCGGCTCAACCGATGA 
ACTGCCTTTGAAACTACTAGACTTGAGGGTAAGAGAAGAGAGTAGAATTCCTAGTGTAGCGGTGAAATGC 
GTAGATATTAGGAAGAATACCAGTGGCGAAAGCGACTCTCTGGCTTACTCCTGACGCTGAGACACGAAAG 
CTAGGGTATCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGCTGGATACTAGGTGTTGGAGG 
TTCGACTCCTTCGGTGCCGAAGTTAACGCAATAAGTATCCCGCCTGGGGATTACGACCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAGGGTTTGACATCCCGTGACCACCTATGAAAGTAGGATTTGATCTTTTGATCACACGGAGACAG 
GTGGTGCATGGCTGTGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
TCTTAGTTGCCAGCACTTTTAGGTGGGGACTCTAAGGAGACTGCCAGTCAAAAAACTGGAGGAAGGTGGG 
GATGACGTCAAGTCATCATGCCCCTTATACTCTGGGCTAGCACACGTGCTACAATGGACTGTACAGAGGG 
TCGCTACACCGCAAGGTGATGCTAATCTCTAAAACAGTTCCCAGTTCGGATTGCAGGCTGCAACTCGCCC 
TGCATGAAGTTGGAGTNNCTAGTAATCGTGGATCAGAATGCCGCGGTGNTACATACCGTTNCCCGGGTCC 
TTGTACACACCTTCCCGT 


>gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens strain 12993 16S ribosomal RNA, partial sequence 
CTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGAGCTTGCTCTTGGGTGACGAGTGGCG 
GACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCG 
CATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGTGCCCAGATGGGATTAG 
CTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACT 
GGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT 
GATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCAT 
TAAGGTTAATAACCTTAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAG 
TCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGG 
GGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCC 
CCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGAT 
GCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGA 
CTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACA 
CACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCG 
TAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCT 
ACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTA 
GGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGATTCATTGGTATCA 


>gi|265678499|ref|NR_028802.1| Kluyvera intermedia strain 256 16S ribosomal RNA, partial sequence 
CGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGAGCTTGCTCTTGGGTGACGAGTGGCGGACG 
GGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATA 


ACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGTGCCCAGATGGGATTAGCTAG 
TAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAA 
CTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATG 
CAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCATTGTG 
GTTAATAACCGCAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGG 
ATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGG 
TAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTG 
GACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTT 
TGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGC 
CAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACG 
TGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGT 
CCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTA 
GCTTAACCTTCGGGAGGGCGCTTACCACTTTGAAATTCATGACTGTGAAATGT 


>gi|265678498|ref|NR_028801.1| Pseudomonas indica strain IMT37 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGTCCTTCGGGATGCCGGCGAGC 
GGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCGGGGAAACTCGCGCTAAT 
ACCGCATACGTCCTACGGGAGAAAGTGGGGGACCTTCGGGCCTCACGCTATCAGATGAGCCTAGGTCGGA 
TTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTGTAACTGGTCTGAGAGGATGATCAGTCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAA 
GCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAG 
GGCAGTAAGTTAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCA 
GCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCAG 
CAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTACTGAGCTAGAGTACGGTA 
GAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCG 
ACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCGACTAGCCGTTGGAATCCTTGAGATTTTAGTGGCGCAGCTAACGCATTAA 
GTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
AAGCATGTGGTTTAATTAGAAGCAACGCGAAGAACTTTACCTGGCCCTTGACATCCTGCGAACCTTTCAG 
AGATGAGAGGGTGCCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACCTCGGGTGGGCACTCTAAG 
GAGATTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGC 
TACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCG 
ATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAA 
TGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGA 
AGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAA 
GGTAGCCGTAGGGGAACCTGCGCCTGGATCACCTCCTTT 


>gi|265678497|ref|NR_028800.1| Cupriavidus taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGCGG 
GCTTCGGCCTGGCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTCGTGGGGGATAAC 
TAGTCGAAAGATTAGCTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGGTAACGGCCTCGCGC 
GATAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCT 
GGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAA 
AGCACTTTTGTCCGGAAAGAAATGGCCCTGGCTAATACCCGGGGTCGGTGACGGTACCGGAAGAATAAGC 
ACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGTGCGCAGGCGGTTTGATAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGCTTGTG 
ACTGTCAGGCTAGAGTGCGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGG 
AGGAATACCGATGGCGAAGGCAGCCCCCTGGGACGTGACTGACGCTCATGCACGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCTTCA 
GTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTG 
ACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTT 
GACATGCCACTAACGAAGCAGAGATGCATTAGGTGCCCGAAAGGGAAAGTGGACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCT 
ACGCAAGAGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTGCGTACAGAGGGTTGCCAACCCGCGAGGGGGA 
GCTAATCCCAGAAAACGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATG 
GGAGTGGGTTTTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCATGACT 
GGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTAAGCTTGGATCCCG 
GG 


>gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 34635 16S ribosomal RNA, partial sequence 
TAGGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGGCACTTCG 
GTGCTAGTGGCAGACGGGTGAGTAACACGTGGGAACGTACCTTTCGGTTCGGAATAATCCAGGGAAACTT 


GGACTAATACCGGATACGCCCTTCGGGGGAAAGATTCATCGCCGATAGATCGGCCCGCGTCTGATTAGCT 
AGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGG 
GACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGA 
TCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGAAGATAATGACT 
GTACCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGC 
TCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGACTCTTAAGTCGGGGGTGAAAGCCCAGGGCTCAACC 
CTGGAATTGCCTTCGATACTGAGAGTCTTGAGTTCGGAAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGA 
AATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCCAACTGGTCCGATACTGACGCTGAGGCGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTT 
GGGGTGCATGCACTTCAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCA 
GAACCTTACCAGCTTTTGACATGTCCGGTTTGATCGACAGAGATGTCTTTCTTCAGTTCGGCTGGCCGGA 
ACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGCCCCTAGTTGCCATCATTCAGTTGGGAACTCTAGGGGGACTGCCGGTGATAAGCCGCGAGGAAG 
GTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGACAA 
TGGGCAGCGAAAGGGCGACCTCGAGCTAATCCCAAAAAGCCGTCTCAGTTCAGATTGTACTCTGCAACTC 
GAGTACATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCGTCGCGCTAACCGCAAGGAGGCAGG 
CGACCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCGGTA 


>gi|265678495|ref|NR_028798.1| Bosea eneae strain 34614 16S ribosomal RNA, partial sequence 


TTAGGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGGCACTTC 
GGTGCTAGTGGCAGACGGGTGAGTAACACGTGGGAACGTACCTTTCGGTTCGGAATAATCCAGGGAAACT 
TGGACTAATACCGGATACGCCCTTCGGGGGAAAGATTCATCGCCGATAGATCGGCCCGCGTCTGATTAGC 
TAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTG 
GGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGAAGATAATGAC 
TGTACCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTG 
CTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGACTCTTAAGTCGGGGGTGAAAGCCCAGGGCTCAAC 
CCTGGAATTGCCTTCGATACTGAGAGTCTTGAGTTCGGAAGAGGTTGGTGGAACTGCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCCAACTGGTCCGATACTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGT 
TGGGGTGCATGCACTTCAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGC 
AGAACCTTACCAGCTTTTGACATGTCCGGTTTGATCGACAGAGATGTCTTTCTTCAGTTCGGCTGGCCGG 
AACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGCCCCTAGTTGCCATCATTCAGTTGGGAACTCTAGGGGGACTGCCGGTGATAAGCCGCGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGACA 
ATGGGCAGCGAAAGGGCGACCTTGAGCTAATCCCAAAAAGCCGTCTCAGTTCAGATTGTACTCTGCAACT 
CGAGTACATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCGTCGCGCTAACCGCAAGGAGGCAG 
GCGACCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTA 


>gi|265678494|ref|NR_028797.1| Selenomonas infelix strain VPI D 75 B-30 16S ribosomal RNA, partial 


sequence 
TTAGCGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGA 
GCGAATGAAAGCTTGCTTTTATGAGCTTAGTGGCAAACGGGTGAGTAACACGTAGACAACCTGCCGACAG 
GATGGGGACAACATTCCGAAAGGAATGCTAATACCGAATGAAGCGGAGGAGAGGCATCTCTCCTCCGTGA 
AAGATGGCCTCTGTATATGCTATCACCTGTCGATGGGTCTGCGTCTGATTAGCTAGTTGGTGAGGTAACG 
GCTCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGT 
GAGTGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGATGGGGACGAACGTGCGAAGGGTGAATAATCCTT 
TGCAATGACGGTACCTATCGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGG 
CGAGCGTTGTCCGGAATCATTGGGCGTAAAGGGAGCGCAGGCGGGCATGTAAGTCTTTCTTAAAAGTTCG 
GGGCTCAACCCCGTGATGGGAAAGAAACTACATGTCTTGAGTACAGGAGAGGAAAGCGGAATTCCCAGTG 
TAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGCAACTGACG 
CTGAGGCTCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGATA 
CTAGGTGTGGGAGGTATCGACCCCTACCGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTACG 
GTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGCCTTGACATTGACTGTAAGAGCTAGAGATAGCTCCCTCTCTTCGGA 
GACAGGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCCTGTTCTTTGTTGCCATCACGTAAAGGTGGGCACTCAAAGGAGACTGCCGCGGAGAACGC 
GGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGGTCTGGGCTACACACGTACTACAATGGA 
ACGGACAGAGAGCAGCGAACCCGCGAGGGCAAGCGAACCTCAAAAACCGTTTCCCAGTTCGGATTGCAGG 
CTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCC 
CGGGTCTTGTACACACCGCCCGTCACACCACGGAAGTCGTTCACACCCGAAGCCGGCGCAGCCGTCTAAG 
GTGGGGAAGGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|265678493|ref|NR_028796.1| Selenomonas noxia strain ATCC 43541 16S 
TTAGCGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGA 
GCGAATGAAAGCTTGCTTTTATAAGCTTAGTGGCAAACGGGTGAGTAACACGTAGGCAACCTGCCGACAG 
GATGGGGACAACATTCCGAAAGGAATGCTAATACCGAATGAAGCGCAGGAGAGGCATCTCTCCTGCGTGA 
AAGATGGCCTCTATATATAAGCTATCACCTGTCGATGGGCCTGCGTCTGATTAGCTGGTAGGTGAGGTAA 


ribosomal RNA, partial sequence 


CGGCTCACCTAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGC 
GTGAGTGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGATGGGGACGAACGTGCCTAATGCGAATAGTAT 
TAGGTAATGACGGTACCCATCGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGT 
GGCGAGCGTTGTCCGGAATCATTGGGCGTAAAGGGAGCGCAGGCGGGCATGTAAGTCTTTCTTAAAAGTG 
CGGGGCTCAACCCCGTGATGGGAAAGAAACTATGTGTCTTGAGTACAGGAGAGGAAAGCGGAATTCCCAG 
TGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGCAACTGA 
CGCTGAGGCTCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGA 
TACTAGGTGTGGGAGGTATCGACCCCTACCGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGTATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCAGGCCTTGACATTGACTGAAAGAGCTAGAGATAGCTCCCTCTCTTCG 
GAGACAGGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCCTGTTCTTTGTTGCCAGCATGTAAAGATGGGCACTCAAAGGAGACTGCCGCGGAGAAC 
GCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGGTCTGGGCTACACACGTACTACAATG 
GGACGGACAGAGGGCAGCGAGAGAGTGATCTTAAGCGAATCTCAAAAACCGTTTCTCAGTTCGGATTGCA 
GGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTT 
CCCGGGTCTTGTACACACCGCCCGTCACACCACGGAAGTCATTCACACCCGAAGCCGGCTAGGCCGTCTA 
AGGTGGGGAAGGTGACTGGGG 


>gi|265678492|ref|NR_028795.1| Enterococcus haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 
TAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTCT 
ACCGAGTGCTTGCACTCAATTGAAAAGAGGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTACCCAT 
CAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATAGTCGACACCGCATGGTGTTGATTTG 
AAAGACGCTTTCGGGTGTCACTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCA 
CCAAGGCCATGATGCATAGCCGACCTGAGAGGGTGTCGGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGA 
AGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAAGTAGGAGAGTAACTGCTCTTACCTT 
GACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCG 
TTGTCCGGATTTATTGGGCTGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCT 
CAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGC 
GGTGAAATGCGTATGATATATTGGAAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGC 
TGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGC 
TAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGA 
CCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTACATTCGA 
AGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGG 
GACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAA 
GTACAACGAGTCGCTAGGCCGCGAGGTCATGCAAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCT 
GCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCACGAAAGTTTGTAACACCCGAAGTCGGTGAGGTAACCCTTGTG 
GAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGACGAAGTC 


>gi|265678491|ref|NR_028794.1| Enterococcus moraviensis strain 330 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTCTACCGA 
GTGCTTGCACTCATTTGAAAAGAGGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTACCCATCAGAG 
GGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATAGTCGACACCGCATGGTGTTGATTTGAAAGA 
CGCTTTCGGGTGTCACTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAG 
GCCATGATGCATAGCCGACCTGAGAGGGTGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAG 
GTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGTAGGAGAGTAACTGCTCTTACCTTGACGGT 
ATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCC 
GGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGG 
GGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAA 
TGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGA 
AAGCGTGGGGAGCAAACAGGATTAGATMCCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGG 
AGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATTGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGKAGGAAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAG 
TCGCTAGGCCGCGAGGTCATGCAAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCC 
TACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCSSCCGTCACACCACGAAAGTTTGTAACACCCGAAGTCGGTGAGGTAACCCTTGTGGAGCCAGCCG 
CCTAAGGTGGGATAGATGATTGGGACGAAGTCGTAACAC 


>gi|265678490|ref|NR_028793.1| Zymomonas mobilis subsp. pomaceae strain Barker I 16S ribosomal RNA, 
partial sequence 

TAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGAAGGCTTC 
GGCCTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCTTCAGGTACGGAATAACTAGGGGAAACT 
CGAGCTAATACCGTATGATATCGAGAGATCAAAGATTTATCGCCTGAAGATGAGCCCGCGTTGGATTAGC 
TAGTTGGTAAGGTAAGAGCTTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTG 


GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTG 
ATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGAC 
AGTACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTG 
TTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGTTTAATAAGTCAGGGGTGAAAGCCCAGAGCTCAAC 
TCTGGAACTGCCTTTGAGACTGTTAGACTAGAACATAGAAGAGGTAAGTGGAATTCCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTTACTGGTCTATAGTTGACGCTGAGGTA 
CGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGT 
CCGGGTACATGGTATCTGGGTGGCGGAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGAAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGCGTTTGACATCCTGATCGCGGAAAGTGGAGACACATTCTTTCAGTTCGGCTGGATC 
AGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCACCTCTAGTTGCCATCATTAAGTTGGGCACTTTAGAGGAACTGCCGGTGATAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACA 
GAGGGCCGCAAGCCTGCAAAGGTTAGCTAATCTCAAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACT 
CGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGC 
AGGCGACCACGGTGGGTTTAGCGACTGGGGTGAAGTCGTAACAAGGTAACCA 


>gi|265678489|ref|NR_028792.1| Zymomonas mobilis subsp. mobilis strain 
partial sequence 
TAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGAAGGCTTC 
GGCCTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCTTCAGGTACGGAATAACTAGGGGAAACT 
CGAGCTAATACCGTATGACATCGAGAGATCAAAGATTTATCGCCTGAAGATGAGCCCGCGTTGGATTAGC 
TAGTTGGTAGGGTAAAAGCTTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTG 
ATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGAC 
AGTACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTG 
TTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGTTTAATAAGTCAGGGGTGAAAGCCCAGAGCTCAAC 
TCTGGAACTGCCTTTGAGACTGTTAGACTAGAACATAGAAGAGGTAAGTGGAATTCCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTTACTGGTCTATAGTTGACGCTGAGGTA 
CGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGT 
CCGGGTACATGGTATCTGGGTGGCGGAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGAAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGCGTTTGACATCCTGATCGCGGAAAGTGGAGACACATTCTTTCAGTTCGGCTGGATC 
AGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCACCTCTAGTTGCCATCATTAAGTTGGGCACTTTAGAGGAACTGCCGGTGATAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACA 
GAGGGCCGCAAGCCTGCAAAGGTTAGCTAATCTCAAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACT 
CGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGC 
AGGCGACCACGGTGGGTTTAGCGACTGGGGTGAAGTCGTAACAAGGTAACCA 


ATCC 10988 16S ribosomal RNA, 


>gi|265678488|ref|NR_028791.1| Nocardia fluminea strain Sl 16S ribosomal RNA, partial sequence 


GCGTCGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAA 
CACGTGGGTGATCTGCCTTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCCTC 
GAATCGCATGGTCTGGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTG 
AGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGA 
CGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTTGACAGGGACGAAGCGCAAGTGACTGTA 
CCTGTAGAATAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCG 
GAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTCGTCGCGTCGTTTGTGAAAACTTGGGGCTCAACCTTA 
AGCTTGCAGGCGATACGGGCGGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAAT 
GCGCAGATATCAAGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAA 
AGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGTACTAGGTGTGGGG 
CTCCTTCCACGGACTCCGTGCCGTAGCTAACGCATTAAGTACCCCCCTGGGGAGTACGGCCGCAAGGCTA 
AAACTCAAAGAAATTGACGGGGGCCCGCACAAGCCGCGGAGCATGTGGATTAATTCGATGCAACGCGAAG 
AACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGG 
TGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
CTTTTGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGG 
ACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCT 
GCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCC 
CGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTTGTGGGAGGGAGCC 
GTCGAAGGTGGGATCGGCGATTGGGAACGAAGTCGAAACAAGGTAGCCCTACCGGAAGGTGC 


>gi|265678487|ref|NR_028790.1| Nonomuraea rubra strain AC 615 16S ribosomal RNA, partial sequence 


CGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAAACGGGTGAGTAACACGTGAGCAACCTGCCCCTG 
ACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCGCCTCCGGCATCGGGTGGTGGTGG 
AAAGTTTTTTCGGTTGGGGATGGGCTCCCGGCCTATCACCTTGTTGGTGGGGTAGTGGCCTACCAAGGCG 
ACAACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAAACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCCCAATGGGCGGAAGCCTGACGCACCAACGCCGCGTGGGGGATGACGGC 
CTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGT 


AGGTGGCTGGTCGCGTCTGCCGTGAAAGCCCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGCCGGCT 
AGAGGTAGGTAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGG 
TGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGA 
TACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGATCTTCCACGATCTCCGTGCCGGAG 
CTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACC 
CGGAAACCTGCAGAGATGTGGGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCACGCCCTTTCGG 
GTTGCTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCAT 
GCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGA 
GCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCT 
AGTAATCGCAGATCAACAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCAC 
GAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCGCAAGGGGGGGAGCGGTCGAAGGTGGGGCTGGCG 
ATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTTC 


>gi|265678486|ref|NR_028789.1| Geobacillus uzenensis strain U 16S ribosomal RNA, partial sequence 
ATCGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAATGGGAGCTTGCTCTTGTTCGGTCAGC 
GGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGCAAGACCGGGATAACTCCGGGAAACCGGAGCTAA 
TACCGGATAACACCGAAGACCGCATGGTCTTTGGTTGAAAGGCGGCGCAAGCTGTCACTTGCGGATGGGC 
CCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGGCCTGAGAGGG 
TGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCA 
ATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTG 
AGGGACGAAGGAGCGTCGTTTGAAGARGGCGGCGCGGTGACGGTACCTCACGAGGAAGCCCCGGCTAATT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGC 
AGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACT 
TGAGTGCAGGAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAG 
TGGCGAAGGCGGCTCTCTGGCCTGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTCACACCCTTTAGTGCTGCAG 
CTAACGCGATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCC 
CCCACAACGGTGGAGCATGTTGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCT 
GACAACCCAAGAGATTGGGCGTTCCCCCTTCGGGGGGACAGGGTGACTGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATTCGG 
TTGGGCACTCTAGAGGGACTGCCGGCGACAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCCGCGAGGGGGAGCGA 
ATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
CTTGCAACACCCGAAGTCGGTGAGGCAACCCGTTTCGGGAGCCAGCCGCCGAAGGTGGGGCAA 


>gi|265678485|ref|NR_028788.1| Marinospirillum alkaliphilum strain Z4 16S ribosomal RNA, partial sequence 
AGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGAAAGCTTGCTTTTCTGGTGGCGAGCGGCGGACGGG 
TGAGTAATGCATGGGAATCTGCCCGATAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACG 
TCCTACGGGAGAAAGCAGGCTTAGGCTTGCGCTATCGGATGAGCCCATGTCGGATTAGCTAGTTGGTGAG 
GTAAAGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACCGGAACTGAGACA 
CGGTCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATG 
CCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGCATCAAGGTTAATAC 
CCTTGGTGTGTGACGTTACTCGCAGAAGAAGCACCGGCAAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTCTGTTAAGCCAGATGTGAAA 
TCCCCGGGCTCAACCTGGGAACTGCATCTGGAACTGGCAGGC TAGAGTACAGTAGAGGAAGGTGGAATTC 
CACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACATCAGTGGCGAAGGCGGCCTTCTGGACTGATA 
CTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGTCAACTAGCCGTTGGAATCCTTGAGATTTTAGTGGCGCAGCTAACGCACTAAGTTGACCGCCTGGGGA 
GTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCT 
TCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCG 
TAACGAGCGCAACCCCTATCCTTATTTGCCAGCGATTAAAGTCGGGAACTCTAAGGAGACTGCCCGGTGA 
CAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTAC 
AATGGCCGGTACAACAGGTTGCTAACCCGTCGAGGGGGAGCCAATCCGCAAAAACCGGTCGTAGTCCGGA 
TTGCAGTCTGCAACTCGACTGCATAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTAGCTAGCTTAA 
CCTTCGGGAGGGCGGTTACCACGGTGTGGTAATGACT 


>gi|265678484|ref|NR_028787.1| Bosea minatitlanensis strain AMX51 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGAGCTCT 
TCGGAGCTAGTGGCAGACGGGTGAGTAACGCGTGGGAACGTGCCTTTCGGTTCGGAATAACTCAGGGAAA 
CTTGAATTAATACCGGATACGCCCTTCGGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTA 
GCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCC 
TGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGAAGATAATG 
ACTGTACCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGT 
TGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGACTTTTAAGTCGGAGGTGAAAGCCCAGGGCTCA 
ACCCTGGAATTGCCTTCGATACTGGGAGTCTTGAGTTCGGAAGAGGTTGGTGGAACTGCGAGTGTAGAGG 
TGAAATTCGTAGATATTCGCAAGAACACCGGTGGCGAAGGCGGCCAACTGGTCCGATACTGACGCTGAGG 
CGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCC 


GTTGGGGAGCATGCTCTTCAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GCAGAACCTTACCAGCTTTTGACATGTCCGGTTTGATCGGCAGAGATGCCTTTCTTCAGTTCGGCTGGCC 
GGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCGCCCCTAGTTGCCATCATTCAGTTGGGAACTCTAGGGGGACTGCCGGTGATAAGCCGCGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGA 
CAATGGGCAGCGAAAGGGCGACCTCGAGCTAATCCCAAAAAGCCGTCTCAGTTCAGATTGCACTCTGCAA 
CTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCGTCGCGCTAACCGCAAGGAGGC 
AGGCGACCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGYTG 
GATCACCTCCTT 


>gi|265678483|ref|NR_028786.1| Samsonia erythrinae strain CFBP 5236 16S ribosomal RNA, partial sequence 
GTAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGG 
GAAGTAGCTTGCTACTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGCGG 
GGGATAACTACTGGAAACGGTAGCTAATACCGCATAATGTCTTCGGACCAAAGAGGGGGACCTTCGGGCC 
TCTTGCCATCGGATGTGCCCAGATGGGATTAGCTGGTAGGTGAGGTAACGGCTCACCTAGGCGACGATCC 
CTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGG 
TTGTAAAGCACTTTCAGCGGGGAGGAAGGGGATAAGGCGAATACCCTTATTCATTGACGTTACCCCGCAG 
AAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGAC 
TGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGC 
ATTTGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGA 
GATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGCTGTGGTCTTG 
AACCGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
ATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTACTCTTGACATCCTCAGAAGAGACTGGAGACAGTCTTGTGCCTTCGGGAACTGAGAGACAAGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTG 
TTGCCAGCGATACGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGT 
CAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCT 
CGCGAGAGCAAGCGGACCTCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAG 
TCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGGGGGCGCTTACCACTTTGT 
GATTCATGACTGGGGTGAAGTCGTAACAAGGTA 


>gi|265678482|ref|NR_028785.1| Clostridium scindens strain 19 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAAGCGCCT 
GGCCCCGACTTCTTCGGAACGAGGAGCCTTGCGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGCAACC 
TGCCTTGCACTGGGGGATAACAGCCAGAAATGGCTGCTAATACCGCATAAGACCGAAGCGCCGCATGGCG 
CGGCGGCCAAAGCCCCGGCGGTGCAAGATGGGCCCGCGTCTGATTAGGTAGTTGGCGGGGTAACGGCCCA 
CCAAGCCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGG 
ATGAAGTATTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAG 
GGAGCGTAGACGGCGATGCAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTG 
CGTGGCTGGAGTGTCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGA 
ACACCAGTGGCGAAGGCGGCCTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGACTACTAGGTGTCGGGTGGCAAGGCCATTCGGTG 
CCGCAGCAAACGCAATAAGTAGTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGATCTTGAC 
ATCCCGATGCCAAAGCGCGTAACGCGCTCTTTCTTCGGAACATCGGTGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCAGTAGCCAGCATT 
TTGGATGGGCACTCTGGAGAGACTGCCAGGGAGAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGACCAGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAGGCGAACCCGCGAGGGTGG 
GCAAATCCCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCT 
AGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATG 
GGAGTCAGTAACGCCCGAAGCCGGTGACCCAACCCGTAAGGGAGGGAGCCGTCGAAGGTGGGACCGATAA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTC 


>gi|265678481|ref|NR_028784.1| Paracoccus kondratievae strain GB 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGGACTTCGG 
TCTAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCCTTGCTGCGGAATAGCCCCGGGAAACTGGG 
ATTAATACCGCATGAGCCCTCCTGGGCAAAGATTTATCGGCAAGGGATCGGCCCGCGTTGGATTAGGTAG 
TTGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGNAACCCTGATC 
TAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAGCTAGGAAGATAATGACGGT 
ACCAGCAGAAGAANCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTC 
GGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCGGAAAGTTGGGGGTGAAATCGGGGCTCAACCCCAA 
CTGCCTTCAAAACTATCGGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCG 
TAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAG 
CATGCTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 


CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCT 
TACCAACCCTTGACATCCCAGGACAGCCGAGAGATCGGTCTCCACTTCGGTGGCCTGGAGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACRCTCTCA 
GTTGCCANCATTNNNNTGGGCACTCTNNNNNAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGT 
CAAGTCCTCATGGCCCTTACNGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCC 
AAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGG 
NNCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGNTC 
TACCCGACGGCCGTGCGCTAACCGCAAGGG 


>gi|265678480|ref|NR_028783.1| Klebsiella singaporensis strain LX3 16S 
CGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATAC 
CGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCATGCCATCAGATGTGCCCAGATGGGATT 
AGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGSAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGC 
GTTAAGGTTAATAACCTTATCGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTTGT 
CAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTA 
GAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCG 
GCCCCCTGGACAAAGACTGACGCTCAAGTGCGAAAGCGTTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGGGTTGGCTTCCGGAGCTAACGCGTT 
AAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACAGAACTTTCC 
AGAGATGGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAA 
ATGTTGGGTTAAGTCCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTAGGCCGGGAACTCA 
AAGGAGACTGCCAAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCA 
GGGCTACACACGTTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAA 
AGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGAT 
CAAATATGCCTACCGGTGAATA 


ribosomal RNA, partial sequence 


>gi|265678479|ref|NR_028782.1| Heliorestis baculata strain OS H1 16S ribosomal RNA, partial sequence 


GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGAGTAGAGRGGT 
AGCTTGCTACTTTGNGGCTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTNCCTATAAGGGGGGGA 
TAACTTCCCGAAAGGAGAGCTAATACCGCATAAAGTTCTTTKCTGACATCAGTTGAGAACCAAAGGAGCA 
ATCCGCTTAGAGATGGGTCCGCGTCCGATTAGCTAGTTGGTGAGGTAAGCTCCTACCAAGGCGACGATCG 
GTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATCTTCCGCAATGGGCGAAAGCTTGATGGAGCAATGCCGCGTGGGGGACGAAGGCCTTCGGA 
TTGTAAACCCTTGCCTYCAGGGAAGAAGAAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGCGCGTGCAGGCGG 
ATTTTTAAGTCTGATGTGAAAGACCGGAGCTCAACTCCGGGATTGCGTCAGAAACTGGAAGTCTAGAGGC 
ATGGAGAGGACAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGA 
AGGCGACTGTCTGGACATGANCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGCGGGTATCGACCCCTCCAGTGCCGCAGNAAACC 
CAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCCACGGAACC 
YTTYAGAGATRTGAGTGTGCYCTTCGGAGAATCGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCYTATCGCRAGTTRCCAGCAACWGAGATGGGG 
ACTCTGGTRAGACTGCCCGGGATGACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATG 
TCTTGGGCTACACACGTGCTACAATGGGCGGTACAAACCGAAGCGAAGCCGCGAGGTGAAGCAAACCGGA 
GAAAGCCAGTCTAAGTTCGGATTGTTCTCTGCAACTCGAGAACATGAAGTCGGAATCGCTAGTAATCGCG 
GGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGCA 
ACACCCGAAGTCGGTGAGGTAACCGCAAGAGAGCCAGCCGCCTAAGGTGGGGTTGATGATTGGGGTGAAG 
TCGTAACAAGGTAAC 


>gi|265678478|ref|NR_028781.1| Kineococcus radiotolerans strain SRS30216 16S ribosomal RNA, partial 


sequence 

TGAGTTTTATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCCC 
TTCGGGGGGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGGCTCTGGGACAACCAC 
TGGAAACGGTGGCTAATACCGGATACGACTCATCACCGCATGGTGTGTGGGTGGAAAGTTTTTCGGCTGG 
GGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCTCCGAAGAAGCGAAAGTGACGGTAGGAGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCG 
CGTCTGCTGTGAAAACTCAGGGCTCAACTCTGAGCTTGCAGTGGGTACGGGCACACTTGAGTGCTGTAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGG 
TCTCTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CATGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCATTCCACGGATTCCGTGCCGCAGCTAACGCATTAA 
GCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCGCGGTGGAATCCCA 
GAGATGGGGTGTCATTTAGTTGGTCGCGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTTATGGTGGGGACTCATGG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGC 


TTCACGCATGCTACAATGGCCAGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCTG 
GTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTA 


>gi|265678477|ref|NR_028780.1| Desulforegula conservatrix strain MblPa 16S ribosomal RNA, partial 
sequence 
AGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGCGAAAGGCGCT 
TTCGGGTGCCGAGTAGAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTTGGATCTTGGATAAC 
ATATCGAAAGGTGTGCTAATACGGGATGAAGTCTATGTGAATGAGTTTATGTAGATGAAAGGCCGCGCAA 
GCGGTTGTCCGAGGATGAGCCTGCGTCCCATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCTGAGAT 
GGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCA 
GCAGTGAGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCG 
GGTCGTAAAGCTCTGTCGAGTGGGAAGAAACAGTTCAGGTTAATATCCTGAACCTTGACGGTACCACTAA 
AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCGGAATTAT 
TGGGCGTAAAGGGTGCGTAGGCGGTTTTGTAAGTCAGATGTGAAATCCCGGGGCTTAACTTCGGAACTGC 
ATTTGATACTGCAAGACTTGAGTATGGGAGAGGAGAGCGGAATTCCTGGTGTAGAGGTGAAATTCGTAGA 
TATCAGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGACCAATACTGACGCTGAGGCACGAAGGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTTGATCACTTGGTGTTGCGGGTATTG 
ACCCCTGCGGCGCCGTAGCTAACGCGTTAAGTGATCCCGCTGGGGAGTACGGTCGCAAGATTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTA 
CCTGGACTTGACATCTGTGGAATCCTTATGAAAGTAGGGAGTGCCCTTCGGGGAGCCGCAAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTT 
CAGTTACCATCATTAAGTTGGGAACTCTGGAGAAACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGAC 
GTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTATGTACAAAGGGTAGCAAG 
CCTGCGAGGGTGAGCCAATCCCATAAAGCATACCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGA 
AGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGAGAGTTGGTTGTACCAGAAGTCGTTGGGCTAACCGTAAGGAGGCAGGCGCCTAAGGT 
ATGATTGATAATTGGGGTGAAGTCGTAACAAGGTAACCCGTTGGGGAACCAGCG 


>gi|265678475|ref|NR_028778.1| Propionibacterium microaerophilum strain M 5 16S ribosomal RNA, partial 
sequence 
AAGTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGGTAAGGCCTCT 
TCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTTCGGGATAACGCT 
AGGAAACTGGTGCTAATACCGGATATGAGCCCCTGTCGCATGGTGGGGGTTGGAAAGTGTGGTGTGGTGG 
TGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGGTGACGGGTAGCCGGC 
CTGAGAGGGTGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACC 
GCTTTCACCAGGGGCGAAGGTATCCCTTTTCGGGGGTGTTGACGGTACCTGGAGAAGAAGCACCGGCTAA 
CTACGTGCCAGCAGCCGCGGTGATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTC 
GTAGGCGGTTGATCGCGTCGGAAGTGAAATCTTGGGGCTCAACCCTGAGCGTGCTTTCGATACGGGTTGA 
CTTGAGGAAGGTAGGGGAGAATGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACC 
AGTGGCGAAGGCGGTTCTCTGGACCTTTCCTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGCTTA 
GATACCCTGGTAGTCCACGCTGTAAACGGTGGGTACTAGGTGTGGGGTCCATTCCACGGATTCCGTGCCG 
TAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 
CCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATG 
GATTGGTAACGGTCAGAGATGGCCGCCCCCCTTTGTGGGCCGGTTCACAGGTGGTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCACTGTTGCCAGCATTTG 
GTTGGGGACTCAGTGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCC 
CCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGAGTGGCGACATCGTGAGGTGGAGCG 
AATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGT 
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTTCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAA 
AGTCGGTAACACCCGAAGCCGGTGGCCCAACACGTGAGTGGGGGAGTCGTCGAAGGTGGGACTGGTAATT 
AGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCC 


>gi|265678474|ref|NR_028777.1| Leuconostoc gasicomitatum strain TB1-10 16S ribosomal RNA, partial 
sequence 
GGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACAGCGAAAGGTGCTTGCACCTTTCAA 
GTGAGTGGCGAACGGGTGAGTAACACGTGGATAACCTACCTCAAGGTTGGGGATAACATTTGGAAACAGA 
TGCTAATACCGAATAAAACTTAGTATCGCATGATACCAGGTTAAAAGGCGCTACGGCGTCACCTAGAGAT 
GGATCCGCGGTGCATTAGTTAGTTGGTGGGGTAAAGGCTTACCAAGACAATGATGCATAGCCGAGTTGAG 
AGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCTGCAGTAGGGAATCTTC 
CACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGTGTGATGAAGGCTTTCGGGTCGTAAAGCACTGT 
TGTATGGGAAGAACAGCTAGAGTAGGGAATGACTTTAGTTTGACGGTACCATACCAGAAAGGGACGGCTA 
AATACGTGCCAGCAGCCGCGGTAATACGTATGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAG 
CGCAGACGGTTAATTAAGTCTGATGTGAAAGCCCGGAGCTCAACTCCGGAAAGGCATTGGAAACTGGTTA 
ACTTGAGTGCAGTAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACAC 
CAGCGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATT 
AGATACCCTGGTAGTCCACACCGTAAACGATGAACACTAGGTGTTAGGAGGTTTCCGCCTCTTAGTGCCG 
AAGCTAACGCATTAAGTGTTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CTTTGAAGCTTTTAGAGATAGAAGTGTTCTCTTCGGAGACAAAGTGACAGGTGGTGCATGGTCGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCA 
GATGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAGATCATCATGCC 


CCTTATGACCTGGGCTACACACGTGCTACAATGGCGTATACAACGAGTTGCCAACCTGTGAAGGTGAGCT 
AATCTCTTAAAGTACGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGT 
AATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GTTTGTAATGCCCAAAGCCGGTGGCCTAACCGTAAGGAGGGAACCGTCTAAGGCAGGACAGATGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGT 


>gi|265678473|ref|NR_028776.1| Desulfovibrio mexicanus strain Lupl 16S 
GGGTTTGATCCTGGCTCAGATTGAACGCTGGCGGGGTGTTTAACACATGCAAGTCGTGCGAGAAAGGGAC 
TTCGGTCCTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGGTAATCTCCCCTGGTGATCGGGATAACA 
GCGGGAAACTGCTGCTAATACCGGATAATNTTCATGTTTAACTTCATGGGGTAAAGGTGGCCTCTGCTTG 
CAAGCTACCACATCAGGATGAGCCCGCGTCTCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCTAC 
GATGAGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCGCAATGGGGAAAGCCTGACGCAGCGACCCCTCGTGAGGGATGAAGGTCTT 
CGGATCGTAAACCTCTGTCAAGAGGGAAGAAACCCTTGAGTTCGAACAGGGCTCTTGGCTGACGGTACCT 
CTAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAA 
TCACTGGGCGTAAAGCGCTCGTAGGCGGTTTGGTCAGTCAGATGTGAAAGCCCTCGGCTTAACCGGGGAA 
CTGCATTTGATACTGCCAGACTTGAGTGTCGGAGAGGGTGGCGGAATTCCGGGTGTAGGAGTGAAATCCG 
TAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGACAACTGACGCTGAGGAGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGGATGCTGGGTGTCGGGGGT 
TTACCTTCGGTGCCGCAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTA 
CCTAGGCTTGACATCTTGAGAACCCTCCGGAAAAGGAGGGGTGCCCTTCGGGGAGC TCAAAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGC 
TAGTTGCCAGCAAGTAATGTTGGGCACTCTAGTGAGACTGCCCGGGTCAACCGGGAGGAAGGTGGGGATG 
ACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGCAGATACAAAGGGCAGCT 
AACCCGCGAGGCCATGCCAATCCCAAAAAATCTGTCTCAGTCCGGATTGCAGTCTGCAACTCGACTGCAT 
GAAGCTGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCACGAAAGCTGGTTTTACCCGAAGCCGGCGGAC TAACCGCAAGGGAGTAGTCGTCGACG 
GTAGGACTGGTGATTGGGGTGAAGTCGTAA 


ribosomal RNA, partial sequence 


>gi|265678472|ref|NR_028775.1| Geobacter thiogenes strain Kl 16S ribosomal RNA, partial sequence 


AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGTGAAGG 
AGCTTGCTCTTTCATTTAGTGGCGCACGGGTGAGTAACGCGTAGATAATCTGCCTTAGACTCTGGGATAA 
CATCTCGAAAGGGGTGCTAATACCTGATAAGCCCACGATGGCGAAAGTCGTTGCGGGAAAAGGGGGCCTC 
TGAATATGCTCTTGATCTAAGATGAGTCTGCGTACCATTAGCTAGTTGGTAGGGTAAGAGCCTACCAAGG 
CTACGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAG 
GCTTTCGGGTCGTAAAGCTCTGTCTAGAGGGAAGAAATGATAATTGGTTAATACCCGGTTTTCTTGACGG 
TACCTCTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTT 
CGGATTTATTGGGCGTAAAGCGCGTGTAGGCGGTTTGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCT 
GGGAAGTGCATTGGAAACTGGCAGACTTGAATACGGGAGAGGGTAGTGGAATTCCTAGTGTAGGAGTGAA 
ATCCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACCGATATTGACGCTGAGACGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAGGTGTTG 
CGGGTATTGACCCCTGCAGTGCCGCAGCTAACGCATTAAGTACTCCGCCTGGGAAGTACGGTCGCAAGAC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGC 
AGAACCTTACCTGGTCTTGACATCTACGGAACCTTCGTGAAAGCGAGGGGTGCCTTTCGGGGAGCCGTAA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCCTATCCTCAGTTGCCATCATTAAGTTGGGCACTCTGTGGAGACTGCCGGTGTTAAACCGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTACACACGTGCTACAATGGCCGGTACAAAG 
AGTTGCGATACAGCGATGTGGAGCTAATCTCATAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCG 
ACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCACGGGAGTCGATTGGTCCCGAAGTACGTGAGCTAACCCTTTTGGGAGGCAG 
CGTCCTAAGGAATGGTCGGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGT 


>gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari strain K24 16S ribosomal RNA, partial sequence 


CCTTGGCGGCGTGCTTACCACATGCAAGTCGAACGCTGAACCGGNTTCGGNTGTGGATGAGTGGCGAACG 
GGTGAGTAACACGTGGGTAATCTGTCCTGTACTCTGGGATAAGCCCTGGAAACGGGGTCTAATACCGGAT 
ATGACTTCGCACCGCATGGTGTGGGGTGGAAAGTTCTGGCGGTACAGGGTGAGCCCGCGGCCTATCAGCT 
TGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGA 
TGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGTGAG 
TGACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGC 
GTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCCGTGAAAACTGGAGGCT 
TAACCTTCAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGC 
GGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAG 
GTGTGGGTGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCTGGGCTTGACATGCACCAGACATCCCCAGAGATGGGGCTTCCCTTGTGGTTGG 
TGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTCCTGTGTTGCCAGCGCGTCATGGCGGGGACTCGCGGGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTAC 
AGAGGGTTGCGATATCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGTAGTCTGCAA 


CTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCACGGCCCAACCCCTTGTGGG 
AGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTANCCGTACCGGAAGGTGCG 
GCTGGATCACCTCC 


>gi|265678470|ref|NR_028773.1| Bulleidia extructa strain W1219 16S ribosomal RNA, partial sequence 
GATAAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCCGGACACCTAGCTTGCTAGGGAGAAGGA 
GTGGCGAACGGGTGAGTAATACATAAGCAATCTGCCCACAAAGACTGGGATAACCTCTGGAAACGGGGAC 
TAATACCGGATAGGTAGAAGAGAGGCATCTTTCTTCTATTAAAGATGAGAAGCACTAGTGGATGAGCTTA 
TGGCGCATTAGTTAGTTGGTGAGGTAACGGCCCACCAAGACGATGATGCGTAGCCGGCCTGAGAGGGTGA 
ACGGCCACATTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGG 
GGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGAA 
AAGATAAACTAGGAGAGGATCTTAGTCAGACATTATCTTACCAGAAAGCCACGGCTAATTACGTGCCAGC 
AGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGTCTG 
TTAAGTTCATGGTCAAATTGTGGGGCTCAACCCCATCGCGCCATGGATACTGGCAGACTAGAGTATTGGA 
GAGGCAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAGGCG 
ACTTGCTAGCCAAAGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAG 
TCCACGCTGTAAACGATGAATACTAAGTATTGGGGAGACTCAGTGCTGCAGCTAACGCATTAAGTATTCC 
GCCTGTGGAGTATGCACGCAAGTGTGAAACATAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTAT 
GTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGCCTTGACATCCCTTGCGAAGTTCTAGAGATAG 
GATAGAGGTTATCAAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTCTTCAGTTACCATCATTAAGTTGGGGACTCTGGAGAGACTGCCGGT 
GATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGGCCTGGGCTACACACGTACT 
ACAATGGCTATTACAACGTGGAGCGACTGTGCGAACAGAAGCGAATCACTGAAAGATAGTCTCAGTTCGG 
ATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAA 
TACGTTCTCGGGCCTTGTACACACCGCCCGTCATACCATGAGAGTTGGTAATACCCGAAGCCGGTGGCCT 
AACCGAAAGGAAGGAGCCGTCGAAGGTAGGACTAATGATTGGGGTCAAGTCGTAACAAGGTATCCCTACG 
AGAACGTGG 


>gi|265678469|ref|NR_028772.1| Muricauda ruestringensis strain Bl 16S ribosomal RNA, partial sequence 
AGGATGAAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACATAGGAAAGCTTGCTTTCTTG 
ATGACGACCGGCGCACGGGTGCGGAACGCGTATGGAACCTGCCCCTGTCAGGGGAATAGCCCAGGGAAAC 
TTGGATTAATGCCCCATGGTACCGCGATATCGCATGATATTGCGGTTAAAGATTTATCGGACAGGGATGG 
CCATGCGTACCATTAGTTAGTTGGTGGGGTAACGGCCCACCAAGGCAGCGATGGTTAGGGGCCCTGAGAG 
GGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGA 
CAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGCCCTATGGGTTGTAAACTGCTTTT 
ATACGGGAAGAAACGCACCTACCTGTAGGTGTCTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGGTAGG 
CGGGCCTGTAAGTCAGGGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCTTTGATACTGCAGGTCTTGA 
GTCATGGTGGGGGTCGCCGGAACATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAACACCGATC 
GCGAAGGCAGGTGGCCAACCATGTACTGACGTGATGGACGAAAGCGTGGGTAGCGAACGGGATTAGATAC 
CCCGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTGGGGACTTCGGTCTCCGTGGCCAAGCGAAAGT 
GATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCAGGCTGCATG 
GGGTGGAGACACCCCTTTCTTCGGACTGCCTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAG 
GTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCATGTAAAGATGGGGACTCT 
AACGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGACGACGTCAAATCATCACGGCCCTTACGTCCTG 
GGCTACACACGTGCTACAATGGCCGGTACAGAGGGAAGCCACCCCGCAAGGGGGCGCGGATCTACAAAAC 
CGGTCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAG 
CCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCC 
TGAAGTCCGTCACCGAGAGGAGCGGC 


>gi|265678468|ref|NR_028771.1| Sulfurospirillum halorespirans strain PCE-M2 16S ribosomal RNA, partial 
sequence 
CACGGATCCAGAGTTTGATTATGGCTCAGAGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
GACTTAATGAGCTTGCTTATTAAGTTAGTGGCGCACGGGTGAGTAATATATAGCTAACCTGCCCTTTAGT 
GGGGGACAACAGTTGGAAACGACTGCTAATACCCCATACTCCTTCTGATCTTAAGATCAGTTGGGAAAGA 
TTTATCGCTAAAGGATGGGGCTTTATTGTATCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTATGAC 
GCATACCTGGTCTGAGAGGATGATCAGGCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGGAGGATGACGCATTTCG 
GTGTGTAAACTCCTTTTATAGGGGAAGATAATGACGGTACCCTATGAATAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGATGCGTAGGCTG 
GAAATCAAGTCGAGAGTGAAATCCAACGGCTCAACCGTTGAACTGCTCTCGAAACTGGTTACCTAGAATA 
TGGGAGAGGTAGATGGAATTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAGGAATACCGATTGCGA 
AGGCGATCTACTGGAACATTATTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCCTAAACGATGCACACTAGTTGTTGCGATGCTAGTCATTGCAGTAATGCACTTAACAG 
ATTAAGTGTGCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAAGATACACGAAGAACCTTACCTGGCCTTGATATCCTAAGAATCC 
TTTAGAGATAGAGGAGTGCTAGTTTACTAGAACTTAGAGACAGGTGCTGCACGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTGATTAGTTGCTAACAGTTCGGCTGAG 
CACTCTAATCAGACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTATG 
GCCAGGGCTACACACGTGCTACAATGGCTAGGACAAAGAGACGCGATACTGCGAAGTGGAGCAAATCTTA 
AAACCTAGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGTAG 


ATCAGATATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGAAT 
TCACCCGAAGCCGGAATACTAAACTAGTTACCGACCACGGTGGGTTCAGCGACTGGGGTGAAGTCGTAAC 
AAGGTAGCCGTAAGTTCAC 


>gi|265678467|ref|NR_028770.1| Xanthomonas cynarae strain CFBP 4188 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAG 
TAAGAGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGG 
GGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCT 
TCGCGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCC 
GTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGG 
TTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGA 
ATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACT 
GGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCA 
GTGGATACTGGGTCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAG 
ATCGGGAGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTT 
GGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAG 
TTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACG 
TCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAAC 
CCGCGAGGGTAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAA 
GTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGT 
GTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTC 
TAGACTGCAGAA 


>gi|265678466|ref|NR_028769.1| Leptotrichia trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial 
sequence 
TAGAGTTGATCATGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCTTTGGCGAAGCTGT 
GCTTGCACAGACGAGCCAAGGCGGACGGGTGAGTAACGCGTAAGGAACTTGCCCCGCAGACAGGGATAAC 
AGACGGAAACGACTGATAARACCTGGTGTTGTCAGGCTGACGCATGTCAGGCTGATGAAAGGAGACGCTG 
CGGGAGAGCCTTGCGTCCTATTAGCTTGTTGGTGAGGTAACGGCCCACCAAGGCGATGATAGGTAGCCGG 
CCTGAGAGGGTGAACGGCCACAAGGGGACTGAGATACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGGGCAACCCTGATCCAGCAATTCTGTGTGCACGAAGAAGGTTTTCGGATTGTAAAG 
TGCTTTCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGCGACGGCTAAATACGTGCCAGCAGC 
CGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTAGGCGGCCCTGTA 
AGTCTAGGGTGAAAACCTGCGGCTCAACCGCAGGCCTGCCCCGGAAACTACAGGGCTGGAGTATTGGAGA 
GGTGGACGGAACTGCACGAGTAGAGGTGAAATTCGTAGATATGTGCAGGAATGCCGATGATGAAGATAGT 
TCACTGGACGATAACTGACGCTGAAGTGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CCAGCTGTAAACGATGATTACTGGGTGTGGGCATGAAGAGTGTCCGTGCCGAAGCAAATGCGATAAGTAA 
TCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGATCTTGACATCCTGCGTATGCCCGTGAGAG 
CGGGCAGTGCCTTCGGGAACGCAGAGACAGGTGGTGCATGGCTGTCGACAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCCTATCGCTAGTTGCCATCATTAGGTTGGGGACTCTAGCGAGAC 
TGCCTGCGAAGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGATCTGGGCTACAC 
ACGTGCTACAATGGCCGGTACAGAGAGCTGCAAGGCGGTAACGCCAAGCGAACCTGCAAAGCCGGTCCAA 
GTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCTGGAATCGCTAGTAATCGCAGATCAGCAATGCTG 
CGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGTCTGCACCTGAAGCTA 
CTGGTCCAACCGCAAGGGGGAAGGTATCTAAGGTGTGGATAGTGATTGGGGTGAAGTCGTA 


>gi|265678465|ref|NR_028768.1| Bradyrhizobium yuanmingense strain BO71 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGCGTAGCAATACGTCAGCGGCAGACGGG 
TGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACACAGGGAAACTTGTGCTAATACCGGATAAG 
CCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGC 
TCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAA 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGA 
GTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAGGATAATGACGGTACCGCAAGAATAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTA 
AAGGGTGCGTAGGCGGGTCTTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATA 
CTGAAGATCTTGAGTCCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCA 
AGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTAGTGGGTTTACTCACTAG 
TGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAGGCAACGCGCAGAACCTTACCAGCCCTTG 
ACATGTCCAGGACCGGTCGCAGAGATGTGACCCTCTCTTCGGAGCCTGGAGCACAAGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTAC 
CATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGATGCTAAGGGGCGACC 
CTTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATC 


GCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTTGGTTTTACCTGAAGACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAGGGTCAGCG 
ACTGGGGTGAAGTCGTAACAAGGTAG 


>gi|265678464|ref|NR_028767.1| Gluconacetobacter azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
sequence 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGGGGTTAGTGGCGGACGGGTG 
AGTAACGCGTAGGGATCTGTCCATGGGTGGGGGATAACCTCGGGAAACTGAGGCTAATACCGCATGACAC 
CTGAGGGTCAAAGGCGTAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGCTGGTTGGTGGGGTAAAGGC 
CTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGT 
GTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCC 
CCGGCTAACTTCGTGCCACGTGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTA 
AAGGGCGCGTAGGCGGTTTGGACAGTCAGATGTGAAATTCCTGGGCTTAACCTGGGGGCTGCATTTGATA 
CGTACAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGA 
AGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTGGCTTAGCCACTCA 
GTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTT 
GACATGGGGAGGCTGTGTTCAGAGATGAGCATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCA 
GCATGTTTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGCAGCGA 
TGCCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGTTGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCAGCAATGGGGCGCAGCCGACCACGGTCGGG 
TCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACTGC 


>gi|265678463|ref|NR_028766.1| Cupriavidus necator strain N-1 16S ribosomal RNA, partial sequence 
TTAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGCTTCGGCCTGGTGGC 
GAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTAGTGGGGGATAACTAGTCGAAAGATTAGC 
TAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGCAAGGCCTCGCGCTACAGGAGCGGCCGATGT 
CTGATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGG 
GCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAA 
GAAATGGCTCTGGTTAATACCCGGGGTCGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGT 
TTTGTAAGACAGGCGTGAAATCCCCGAGCTCAACTTGGGAATGGCGCTTGTGACTGCAAGGCTAGAGTAT 
GTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAA 
GGCAGCCCCCTGGGACGTCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCTTCAGTAACGTAGCTAACGCGT 
GAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
GGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAG 
CAGAGATGCATTAGGTGCCCGAAAGGGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCTACGAAAGGGCACTCTAGA 
GAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGC 
TTCACACGTCATACAATGGTGCGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACGC 
ATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCA 
TGCCGCGGTGAATACGTTCCCGGTCT 


>gi|265678462|ref|NR_028765.1| Streptosporangium subroseum strain CY-7113 16S ribosomal RNA, partial 
sequence 
ATGCAAGTCGACGGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCT 
GCCCCCCACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACACCTCCCCGCATGGGGTG 
GGTGTGGAAAGTTTTTTCGGTGGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTAC 
CAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGA 
TGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGCAGAAGTTGACGTGTACCTGCAGAAGAAGCGCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCCGAATTATTGGGCGTAAAG 
AGCTCGTAGGTGGCTTGTCACGTCGGGTGTGAAAGCTTGGGGCTTAACTCCAGGTCTGCATTCGATACGG 
GCTGGCTAGAGGTAGGTAGGGGAGAACGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGA 
AGACCGGTGGCGAAGGCGGTTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCTTCCACGGTTTCCGC 
GCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGA 
CATCGCCCGGAAAGCTTCAGAGATGGGAGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCAATGTTGCCAGCACGCT 
CCTTCGGGGGTGGTGGGGACTCATTGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAA 
GTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGC 
AAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCG 
GAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTGGGGGGAGCGGTCGAAGGT 
GGGGCTGGCGATTGGGGTG 


>gi|265678461|ref|NR_028764.1| Streptomyces scopiformis strain A25 16S ribosomal RNA, partial sequence 
TTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCC 
TGGAAACGGGGTCTAATACCGGATAACACCGGCTTCCGCATGGAAGCTGGTTGAAAGCTCCGGCGGTGAA 
GGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCCACCAAGGCGACAACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGGGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCG 
CGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGG 
GGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGGTGGGCACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAA 
GTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATTA 
GAGATAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAAGCCCTTCGGGGTGTTGGGGAC 
TCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTC 
TTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAA 
AAGCCGGTCTCAGTTCGGATTGGGGTTTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAA 
CACCCGAAGCCGGGTGGCCCAACCCTTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCCATTGGACGAA 
AT 


>gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa strain AS4.0578 16S ribosomal RNA, partial sequence 
TAACTCAACAACCTTGGAGTGTGCTTACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCG 
GCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCTTGGAAACGAGGTCTAAT 
ACCGGATACGACCTCAGATCGCATGATCATAAGTGGAAAGTTCCGGCGGTACAGGATGGACCCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAA 
GCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACT 
TGGGGCTTAACTCCAAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGACACTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGG 
GTGCTAGGTGTGGGGGGCTTCCACGCCCTCTGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATT 
CGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGGACTAGAAAGCTCTAGAGATAGAGCCTCCCTTG 
TGGCTGGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
CCGGTACAAAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCATAAAGCCGGTCTCAGTTCGGATCGGGG 
TCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCTCAACCCG 
CAAGGGGGAGAGCGGTCGAAGTGGGA 


>gi|265678459|ref|NR_028762.1| Prochlorococcus marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, 
partial sequence 
GGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAACATTCGGGTTAGTGGCGGAC 
GGGTGAGTAACGCGTGAGAATCTGCCCTCAGGAGGGGGATAACGGTTGGAAACGACCGCTAATACCCCAT 
ATGCCGATAGGTGAAATGAATTTCGCCTGAGGATGAGCTCGCGTCTGATTAGCTTGTTGGTGAGGTAATG 
GCTCACCAAGGCTTCGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGT 
GAGGGACGAAGGCCTCTGGGCTGTAAACCTCTTTTCTCAAGGAAGAAGATATGACGGTACTTGAGGAATA 
AGCCACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGAGTGGCAAGCGTTATCCGGAATTATTGGG 
CGTAAAGCGTCCGCAGGCGGCCTTTCAAGTCTGCTGTTAAAGCGTGGAGCTTAACTCCATTATGGCAGTG 
GAAACTGATCGGCTTGAGTATGGTAGGGGCAGAGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATC 
GGGAAGAACACCAGTGGCGAAGGCGCTCTGCTGGGCCATTACTGACGCTCATGGACGAAAGCCAGGGGAG 
CGAAAGGGATTAGATACCCCTGTAGTCCTGGCCGTAAACGATGAACACTAGGTGTCGGGGGAATCGACCC 
CTTCGGTGTCGTAGCTAACGCGTTAAGTGTTCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAG 
GGTTTGACATCCTGAGAACCTCTTAGAAATTAGAGGGTGCCTTCGGGAATTCAGTGACAGGTGGTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTTTTTAGTTG 
CCAGCATTTAGTTGGGCACTCTAGAAAGACCGCCGGTGATAAACCGGAGGAAGGTGTGGATGACGTCAAG 
TCATCATGCCCCTTACACCCTGGGCTACACACGTACTACAATGCTACGGACAAAGGGCAGCAAACTCGCG 
AGAGCTAGCAAATCCCATAAACCGTGGCTCAGTTCAGATCGTAGGCTGCAACTCGCCTACGTGAAGTAGG 
AATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGAAGTTGGCCATGCCCGAAGTCGTTACTCCAACCCTTGTGGAGGAGGACGCCGAAGGTGGGGC 
TAATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTAA 


>gi|265678458|ref|NR_028760.1| Lentzea californiensis strain NRRL B-16137 16S ribosomal RNA, partial 
sequence 


GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCT 
TCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCTT 
GGAAACGAGGTCTAATACCGGATATGACACCGAACTGCATGGTTTGGTGTGGAAAGTTCCGGCGGTACAG 
GATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACCTGCCAGCAGCC 
GCGGTAATACCTAGGGTGCCAGCGTTGTCCCGAATTATTGGGCGTAAAGAGCTCGTAGGCCGTTTGTCCC 
GTCGGCCCTGAAAACTTGGGGCTTAACTCCAAGCTTGCCGTCGATACGGGCAGACTTGAGTTCGGCAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCCCACACCGACCCTGAGGAGCGAAAGCGTGGGGAGCCAACAGGATTAGATACCCTGGTAGTCC 
ACCCCGTAAACGGTGGGTGCTAGGTGTGGGGGGCTTCCACGCCCTCTGTGCCGCAGCTAACGCATTAAGC 
ACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGGACTAGAAACCAGTAGA 
GATATTGGCCCCCTTGTGGCCGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTC 
ACACATGCTACAATGGCCGGTACAAAGGGCTGCTAAGCCGTGAGGTNGAGCGAATCCCATAAAGCCGGTC 
TCAGTTCGGATCCGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAG 
CCCGTGGCTCAACCCGCAAGGGGGAGAGCGGTCGAAGTGGGACTGGCGATT 


>gi|265678456|ref|NR_028758.1| Catellatospora koreensis strain LM042 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCC 
TTCGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGTCTTTGGGATAACCTT 
CGGAAACGGGGGCTAATACCGGATACTCCCAGGCGCTCGCATGAGTGTGTGGGGAAAGTTTTTTCGGACT 
GGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCGCCGGCCAACTACGTGCCAGCAG 
CCGCGGTAAGACGTAGGGCGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTCATT 
GCGTCAACCGTGAAAACCTGGGGCTCAACTTCAGGTCTGCGGTTGATACGGGTGGGCTGGAGTTCGGTAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTTCCTGCGCCGTAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGCGGATTAATTCGATGCGACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAATTCGTC 
AGAGATGGCGGAGCTTCGGGCTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGNGCAACCCTCGTTCCATGTTGCCAGCACGTTATGGTGGGGACTCATGGGA 
GACTGCCGGGGTCAACTCGGAGAAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACGCATGCTACAATGGCCGGTACAATGGGCTGCNATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGT 
CTCAGTTCGGATCGGGGTCTGCAACTCGGCCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAA 
GCCCATGGCCCAACCCCGTAAGGGGAGGGAGTGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCT 


>gi|265678455|ref|NR_028757.1| Desulfacinum hydrothermale strain MT-96 16S ribosomal RNA, partial 
sequence 
ACGCTGGCGGCGTGCCTAACACATGCAAGTCGCACGAGAAAGGCTAGGTTTCGACTTGGCCGAGTAAAGT 
GGCGCACGGGTGAGTAACGCGTGGGTGACCTACCCTCGAATCTGGGATAACTTCGCGAAAGCGGGGCTAA 
TACCGGATACGTCCCTTCGGGGAGAAAGCCGGCCTCTCGAAGAAGCTGGTGTTCGGGGATGGGCCCGCGT 
CCTATCAGCTGGTTGGTGGGGTAATGGCCCACCAAGGCGACAACGGGTAGCTGGTCTGAGAGGATGATCA 
GCCACACTGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGA 
GCAATCCTGACGCAGCAACGCCGCGTGGGTGAAGAAGGCCTTCGGGTCCTAAAGCCCTGTCAGGGAGGGA 
AGAAACTGGCGGAGTCGAACAGACTCTGTCACTGACGGTACCTCCAGAGGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGGTAATACGGARGGTGCGAGCGTTATTCGGAATTGCTGGGCGTAAAGCGCGTGTAGGC 
GGTGGGGCAAGTCTGGTGTGAAAGCCCSGGGCTCAACCCCGGAAGTGCATTGGAAACTGCCTCACTTGAG 
TACCGGAGAGGAAGGGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGC 
GAAGGCGCCCTTCTGGACGGTTACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGGGCACTAGGTGCAGCGGGTATTGACCCCTGCTGTGCCGAAGCTAA 
CGCGTTAAGTGCCCCGCCTGGGGACTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCGGGAG 
CCCCYTGGAAACAGGGGGGTGCCCTTCGGGGAACCCGGAGACAGGTGCTGCATGGCTGTCSTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCYTYTAGTTGCCATCACTTCGGGTGG 
GCATTCTAGAGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGACGACGTCAAGTCCTCATGGCCCTTA 
TGCCCAGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCAGCGAACCTGCGAGGGGGAGCGAATCC 
CAAAAAGCCGTCCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGGTGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGG 
CTGTACCAGAAGTGCGTGGGCCAACCCCTTGTGGGGAGGCAGCGTACCAAGGTGTGGTCGT 


>gi|265678454|ref|NR_028756.1| Rathayibacter caricis strain VKM Ac-1799 16S ribosomal RNA, partial 
sequence 
GTCGACAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATG 


AAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTG 
GGATAAGCGCTGGAAACGGCGTTTAATACCGGATACGACCTGCCCCGGCATCGGGTGCGGGTGGAAAGTT 
TTTCGGTCAAGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGG 
GTAGCCGGCGTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGGGGGATGAAGGCCTTCGGG 
TTGTAAACCTCTTTTAGTAGGGAAGAAGGACTTCGGTTTGACGGTACCTGCAGAAAAAGCACCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCG 
TAGGCGGTTTGTCGCGTCTGCTGTGAAAACCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGAC 
TAGAGTGCGGTAGGGGAGAATGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCG 
ATGGCGAAGGCAGTTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGATGTGGGGACCTTTCCACGGTCTCCGTGTCGC 
AGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATAT 
ACCGGAAACTTCCAGAAATGGTTGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTCATGGT 
GGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAAT 
CCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAAT 
CGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGT 
CGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGANGGAGCCGTCGAAGGTGGGATCGGTGATTAG 
GACTAAGTCGTAACAAGGTAACCGTC 


>gi|265678453|ref|NR_028755.1| Agreia bicolorata strain VKM Ac-1804 16S ribosomal RNA, partial sequence 
AGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTAG 
CTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGC 
ACTGGAAACGGTGTCTAATACCGGATATTTCAGCTGGCCGCATGGTCTGGTTGTGGAAAGAATTTTGGTC 
AAGGATGGACTCGCGGCCTATCAGGTTGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGG 
CCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAAC 
CTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGT 
CGCGTCTGCTGTGAAAACTGGAGGCTCAACCTCCAGCCTGCCCTGGGTACGGGCAGACTAGAGTGCGGTA 
GGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCA 
GATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCATGCCGTAAACGTTGGGAACTAGATGTGGGGGCCATTCCACGGTCTCCGTGTCGCAGCTAACGCATT 
AAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAATGGGC 
CAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCAT 
AGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGG 
GCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGC 
CGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACC 
CAACGCCAGTGGCCTAACCTTCGGGAGGGAGCTGTCTAAGGTGGGATCGGTGATTAGGACTAAGTCGTAA 
CAAGGTAACCGTGGAT 


>gi|265678452|ref|NR_028754.1| Saccharopolyspora flava strain AS 4.1520 16S ribosomal RNA, partial 
sequence 
CGGAACGCTGAGGCGGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGCTTCGGTGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGGGGTCTAA 
TACCGGATATGACACGCGACCGCATGGTCTGTGTGTGGAAAGTTCCGGCGGTGCAGGATGAGCCCGCGGC 
CTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCG 
AAAGCCTGACGCACCAACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACG 
AAGGGCAACTGACGGTACCTGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAA 
CCTGCAGCTTAACTGTGGGCGTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCC 
TGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTGTCTGGGCCGATAC 
TGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTT 
GGGCGCTAGGTGTGGGGATGGGTTCCACCGTTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACTAGACAGCCTCAGAGATGGGGTTTCC 
CTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
AACGAGCGCAACCCTTGCCCTATGTTGCCAGCGCGTGATGGCGGGGACTCGTGGGGGACTGCCGGGGTCA 
ACTCGGAAGAAAGGTGGGGATGAACGTTCAAGTTCTCATGCCCCTTATGCCCAGGGCTTCACACATGCTA 
CAATGGCCGGTACAGAGGGTAGCGATACTGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGA 
TCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCT 
AACCCCTTGTGGGAGGGCAGTGGTCGAAGGTGGGACTGGCCCT 


>gi|265678451|ref|NR_028753.1| Actinomadura catellatispora strain 3.24 16S ribosomal RNA, partial 
sequence 
CGTTCAACGCTCGCGGTTTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCG 


GCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGAATAAGCCTGGGAAACCGGGTCTAAT 
ACCGGATATGACCATTGCCCGCATGGGTTGGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGCCTA 
TCAGCTTGTTGGTGGGTGATGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACA 
ACTGGGATTGAGACACGGCCCAGATTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAG 
CCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTTCTTTCAGCACCGACGAAGC 
CTTTCGGGGTGACGGTAGGTGCAGAAGAAGCGCCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTTGTAGGCGGTTTGTCGCGTCTGTCGTGAAA 
GCCCACGGCTTAACCGTGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCAGGTAGGGGAGAATGGAATTC 
CCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGTTCTCTGGGCCTGTAC 
TGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTT 
GGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAACATGTTGCTTAA 
TTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAATCCCGCAAAGATGCGGGGTCCT 
TTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCCG 
CAACGAGCGCAACCCTCGTTCCATGTTGCCAGCAACACCTTCGGGTGGTTGGGGGAACTCATGGGGAGAC 
CCGCCGGGGTCAACTCGGAGGAAGGTGGGGGATGACGTCAAGTCATCATGCCCCTTAAGTTCTTGGGGCT 
GCAAACATGCTACAATGGCCGGTACAGTGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGG 
TCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGCAACACCCG 
AAGCCCGTGGCCCAACCACCTTGTGTGGGGGGAGCGGTCGAAGGTGAACCGG 


>gi|265678450|ref|NR_028752.1| Orenia sivashensis strain Z-7191 16S ribosomal RNA, partial sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGAGCGGGAAAACTACYY YCGGGTAGTGAGTAGAGTAGCGGACG 
GGTGAGTAACGCGTGGGTATCTACCTTGAAGCTTGGGATAACTTCTCGAAAGAGAGGCTAATACCGGATA 
SACCCTCTTTTAGAGCAAAGATGGCTTTGCTATTGCTTAAAGATGAGCCCGCGTCCCATTAGCTAGTTGG 
TGAGGTAATAGCTCACCAAGGCAACAATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGC 
AACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTTAGGGAAGAACAGTTTGGATGTT 
GCTACCAGCTRAAGTTGACGGTACCTTTGGAGGAAGCCCTGGCTAAYTACGTGCCAGCAGCCGCGGTAAT 
ACGTAAGGGGCTAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTACGCAGGCGGTCTAGTAAGTCAGAGG 
TGAAATCCATCAGCTCAACTGGTGAATTGCCTTTGATACTGCTAGACTTGAGGATAACAGAAGAAAGCGG 
AATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGAATACCAATGGCGAAAGCAGCTTTCTAAGT 
TACTCCTGACGCTCAGGTACGAAAGCTAGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCTAGCCGTA 
AACGCTGGATACTAGGTGTTGGAGGTTCGACTCCTTCGGTGCCGCAGTTAACGCATTAAGTATCCCGCCT 
GGGGATTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCACAAGCGGCGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCAGAACTTGACATCCCTGTGACTATTCCGTAATAGGAATCTC 
CTCTTCGAGGACACAGAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCACGTAATGTCGGGGACTCTAAGGAGACTGCCG 
CGGAAAAACGCCGAGGAAGGTGGGGRTGACGTCAAGTCATATGCCCCTTATGTTCTGGGCTACACACGTG 
CTACAATGGTCTATACAAGAGGTGGCTACACCGCGAGATATCCAGAAACCTTAAAGTAGATCTCAGTTCG 
GATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAGTCGCTAGTAATCGTGGATCAGAAATGCCACGGTG 
AATATGTTGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGCACCAGAAGTCATCGGCTCT 
TTATATCTTTGGTGCCGAAG 


>gi|265678449|ref|NR_028751.1| Pandoraea sputorum strain LMG 18819 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGA 
GTGGCGAACGGGTGAGTAATATATCGGAACGTACCTTGTAGTGGGGGATAGCTMGGCGAAAGCCGGATTA 
ATACCGCATACGCTCTGAGGAGGAAAGCGGGGGACCTTCGGGCCTCGCGCTACAAGAGCGGCCGATATCA 
GATTAGCTAGTTGGTGGGGTAAAAGCTTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGA 
AAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGA 
AATCCTCTGGGTTAATACCTCGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTT 
TGTAAGACGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGTGACTGCAAGGCTAGAGTATGG 
CAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGG 
CAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGA 
AGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAAGTCTGCT 
GAGAGGCGGATGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTC 
ACACGTCATACAATGGTCGGTACAGAGGGC TGCCAAACCGCGAGGTGGAGC TAACCCCAGAAAACCGATC 
GTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGT 
CGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGT 
AGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCAGGATTCATGACTGGGGTGAAGTCGTAACAAGGT 
AGCCGTAKGGGAACC 


>gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola strain LMG 18106 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGA 
GTGGCGAACGGGTGAGTAATACATCGGAACGTACCTTGTAGTGGGGGATAGCTCGGCGAAAGCCGGATTA 
ATACCGCATACGCTCTGAGGAGGAAAGCGGGGGACCTTCGGGCCTCGCGCTACAAGAGCGGCCGATGTCA 
GATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGC 


CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGC 
AAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGA 
AAACCTCTGGGTTAATACCTCGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTT 
TGTAAGACGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTCGTGACTGCAAGGCTAGAGTATGG 
CAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGG 
CAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGA 
AGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAATCCTGCT 
GAGAGGTGGGAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTC 
ACACGTCATACAATGGTCGGTACAGAGGGCTGCCAAACCGCGAGGTGGAGCTAACCCCAGAAAACCGATC 
GTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGT 
CGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGT 
AGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCAGGATTCATGACTGGGGTGAAGTCGTAACAAGGT 
AGCCGTAGGGGAACC 


>gi|265678447|ref|NR_028749.1| Pandoraea apista strain LMG 16407 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGA 
GTGGCGAACGGGTGAGTAATACATCGGAATGTACCTTGTAGTGGGGGATAGCTCGGCGAAAGCCGGATTA 
ATACCGCATACGCTCTGAGGAGGAAAGCGGGGGACCTTCGGGCCTCGCGCTACAAGAGCAGCCGATGTCA 
GATTAGCTAGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGC 
AAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGA 
AATCCTCTGGGTTAATACCTCGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTT 
TGTAAGACGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTCGTGACTGCAAGGCTAGAGTATGG 
CAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGG 
CAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGAAGCTAACGCGTGA 
AGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAATCCTGCT 
GAGAGGTGGGAGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTC 
ACACGTCATACAATGGTCGGTACAGAGGGTCGCCAAGCCGCGAGGTGGAGC TAACCCCAGAAAACCGATC 
GTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGT 
CGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGT 
AGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCAGGATTCATGACTGGGGTGAAGTCGTAACAAGGT 
AGCCGTAGGGGAACC 


>gi|265678446|ref|NR_028748.1| Enterococcus avium strain E6844 16S ribosomal RNA, partial sequence 
CCGTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTTT 
TCTTTCACCGGAGCTTGCTCCACCGAAAGAAAAGGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTG 
CCCATCAGAAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAATCGAAACCGCATGGTTTCG 
GTTTGAAAGGCGCTTTTGCGTCACTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGC 
TCACCAAGGCAACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAA 
ACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGA 
GTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAGAATGTTCATC 
CCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCA 
AGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCG 
GCTCAACCGGGGAGGGTCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGT 
AGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGC 
TGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGC 
TAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGA 
CCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTCCCTGGGGGCA 
AAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTATTGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTAC 
AACGAGTCGCGAAGTCGCGAGGCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAA 
CTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCC 
AGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTC 


>gi|265678445|ref|NR_028747.1| Paenibacillus koreensis strain YC300 16S ribosomal RNA, partial sequence 
AATCCTTCTACGGACAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCG 
AGCGCTTGGGGAGTTCCTTCGGGAATCCCCGGGAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCC 
TGTAAGACCGGGATAACTACCGGAAACGGTAGCTAAGACCGGATACGTGGCCTTCTCGCATGACAGGATC 
AACAAACACGGGGTAACCTGTGGCTTACAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGC 
TCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAG 


ACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGA 
GTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCGCGGAGAGTAACTGCTCTGCG 
AATGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAA 
GCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCCGCTTAAGTTCTGGTGTTTAAGCCCGGG 
GCTCAACCCCGTTCGCACTGGAAACTGGGCGGCTTGAGTGCAGGATAGGAAAGCGGAATTCCACGTGTAG 
CGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAAGCGGCTTTCTGGCCTGTAACTGACGCTG 
AGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTACACGATGAGTGCTA 
GGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTAAACACAATAAGCACTCCGCCTGGGGAGTACGCTC 
GCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGC 
AACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGAATATCCTAGAGATAGGGTAGGCTTTCGGGACA 
GAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGAACTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGA 
ATGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTAGTACAATGGCCGGTAC 
AACGGGAAGCGAAGTCGCGAGATGGAGCCAATCCTAAGAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCA 
ACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGT 
CTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGC 
CAGCCGCCGAAGGTGGGGTAGATGATTGGGGTGAAGTGGTAACAAGGTAGCCGTACCGGAAGGTGG 


>gi|265678444|ref|NR_028746.1| Thioalkalimicrobium sibiricum strain AL7 16S ribosomal RNA, partial 


sequence 
GTTTGATCATGGCTCAGAATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGGACGGTAACAGGGGAG 
CTTGCTCTCGCTGACGAGTGGCGGACGGGTGAGTAATGCATGGGAATCTGCCCTTTGGTTGGGGATACCG 
TATGGAAACGTACGTTAATACCGAATGAGATCTACGGATGAAAGGTGGCCTCTACTTGTAAGCTATCGCC 
AAGGGATGAGCCCATGTTAGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCTATAGCTG 
GTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAA 
GCACTTTTAGTGAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTCACAGAAAAAGCA 
CCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTA 
AAGCGCGCGTAGGCGGATTGTTAAGTCAGTTGTGAAAGCCCTGGGCTCAACCTAGGAATGGCGATTGAAA 
CTGGCAGTCTAGAGTTTAGTAGAGGGAAGGGGAATTTCTGGAGTAGCAGTGAAATGCGTAGATATCAGAA 
GGAACATCAGTGGCGAAGGCGCCTTCCTGGACTAAAACTGACGCTGAGGTGCGAAARCGTGGGGAGCAAA 
CGGGATTAGATACCCCGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGTCTTATTAAAAAGATT 
AGTARCGCACTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTT 
GACATCCACAGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACC 
ATTTAGTTGAGAACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATC 
ATGGCCCTTATGGGATGGGCTACACACGTGCTACAATGGTCGGTACAAACAGTTGCGNNGCCGCGAGGTG 
GTGCTAATCTGAAAAAACCGATCGTAGTCCGGNTTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCG 
CTAGTAATCGCAAATCAGAATATTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGGTGTGATTCATG 
ACTGGGGTGAAGTCGTAACAAGGT 


>gi|265678443|ref|NR_028745.1| Thioalkalivibrio denitrificans strain ALJD 16S ribosomal RNA, partial 


sequence 
CTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCTAACGCGGGAGCTTGCTCC 
TGGCGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTGGTGGGGGACAACTGGGGAAAC 
TCGAGCTAATACCGCATACGCCTACGGGGGAAAGCGGGGGATCTTCGGACCTCGCGCCATCAGATGAGCC 
TGCGTCCGATTAGCTTGTTGGTAGGGTAACGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGAT 
GATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAA 
TGGGCGAAAGCCTGATCCAGCNATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTA 
GGGAAGAAAAGCCTGGCGCCAATAACGCCGGGTCTTGACGTTACCTACAGAAGAAGCACCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAG 
GCGGCCTTGTAAGTCGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATCCGATACTGCAGGGCTAG 
AGTTTGGTAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTG 
GCGAAGGCGACTCTCTGGACCAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAGAACTAGCCGTTGGGAGGATTATGTCCTCYTAGTGGCGCAGC 
TAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGCCCTTGACATCCTCG 
GAACTTGTCAGAGATGACTTGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCACTTCGGGTG 
GGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTT 
ATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATC 
CCAGAAAGCTGGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATC 
GCGGATCAGCATTGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTT 
GGCTGCACCAGAAGTGGATAGTCTAACCTTCGGGAGGACGTTTCACCACGGTGTGGTCAATGATC 


>gi|265678442|ref|NR_028744.1| Legionella gresilensis strain Greoux 11 
sequence 

CCGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCATAGTCTAGCTTGCTAGACTGATGGCGAG 
TGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTAAAGAGTGGGACAACTTGGGGAAACTCAAGCTAA 
TACCGCATAAGCTCTGAGGAGTAAAGCTGGGGACCTTCGGGCCTGGCGCTTTAAGATTAGCCTGCGTCCG 
ATTAGCTAGTTGGTAGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGACCAGCC 


D13 16S ribosomal RNA, partial 


ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCA 
ACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAG 
TGGATATTAGGTTAAGAGCTAGATATTCGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTT 
GATAAGTTAGCTGTGAAATTCCTGGGCTTAACCTAGGGTGGTCAGCTAAGACTGTTAGACTTGAGTATGG 
GAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGG 
CGGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCTGTAAACGATGTCAACTAGCTGTTGGTCATATGAATGTGATTAGTGGCGCAGCAAACGCGG 
TAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAATCTT 
TCTAGAGATAGAGGAGTGCCGAAAGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTCTTAGTTGCCAGCGCGTAGTGGCGGGGAC 
TCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGG 
TAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAGGGGCGACCTGGAGCAAATCCTTGA 
AAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAA 
TCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGC 
ACCAGAAGTAGATAGTCTAACCTTCGGGAGGACTTA 


>gi|265678441|ref|NR_028743.1| Thermoanaerobacter siderophilus strain SR4 16S ribosomal RNA, partial 
sequence 
GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATTCAGAGGTCG 
GAAATCGACTTCCGACTTCTGATCCCTGGATAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCT 
TAAGACTGGGATAACACCTCGAAAGGGGTGCTAATACTGGATAAGCTCCTTGTAGGGCATCCTATGGGGA 
GGGAAGGTAGCGGAAGCTACCGCTTAAGGATGGGCCCGCGTCCCATCAGCTAGTTGGTAGGGTAACGGCC 
TACCAAGGTGACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAG 
CGAAGAAGGCCTTCGGGTCGTAAAGCTCGATACTGTGGGAAGAATAGATGACGATACCACACGAAAGCCC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAA 
AGGGCGCGTAGGCGGCCACTTAAGTCAGGTGTAAAAAACCCGGGCTCAACCCGGGGGATGCACATGAAAC 
TGGGTGGCTAGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAG 
GAATACCAGTGGCGAAGGCGACTCTCTGGACTGACCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGT 
GCCGTAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGA 
CATGCAGGTAGTAGCGAGCCGAAAGGTGAGCGACCCGGCACTCAAGTGGGCATGATAGAGAAGGTAGTAA 
GAGGGAGAATGAAGTGCCTACTTGAGTGCCGGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTTCTAGTTGCCATCGGGGAAAGCCG 
GGCACTCTAGAGGGACTGCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTAT 
ATGCCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGAGGCGAAGCCGCGAGGCGGAGCGGAAC 
CCAAAAAGCCGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAATCGCTAGTAATC 
GCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCT 
GCAACACCCGAAGCCGGTGACCCAACCCGGGAAGGGAGGGAGCGGTCGAAGGTGGGGCAGATGATTGGGG 
TGAAGTCGTAACAAGGTAACC 


>gi|265678440|ref|NR_028742.1| Desulforhopalus singaporensis strain S'pore Tl 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAAAGTTTTTCTTCGGAGAAACGAGTAG 
AGTGGCGCACGGGTGAGTAACGCGTAAGTTATCTACCCCTTCATCTGGAATAACTCACCGAAAGGTGTGC 
TAATACCGGATACGCTGGAAACAGGAAAGGTGGCCTCTTTTAAGCTACCGTGGAGGGATGAGCTTGCGTA 
CCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGGTTAGCGGGTCTGAGAGGATGATCCG 
CCACACTGGAACTGGAACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGG 
AAACCCTGACGCAGCGACGCCGCGTGGATGATGAAGGCCTTTGGGTCGTAAAATCCTGTCAGATGGAAAG 
AAATGCACGGTGGTTAATACCCATCGTGTTTGACGGTACCATCAAAGGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGC 
TGTTTAAGTCAGATGTGAAAGTCCACGGCTCAACCGTGGAAGTGCATTTGAAACTGGACAGCTTGAGTAC 
TGGAGGGGGTAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAA 
GGCGACTACCTGGCCAGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCAACTAGGTGTTGGGATGGTTAATCATCTCATTGCCGTAGCTAACGC 
ATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCTTGACATCCCGAGAATCC 
TGTGGAAACACGGGAGTGCCTCTTTGAGGAATTCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCATTAGGTTGGGCA 
CTCTAAAGAGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGA 
TCAGGGCTACACACGTACTACAATGGCATATACAGAGGGCAGCGACATCGCGAGGTGAAGCGAATCCCTA 
AACTATGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGA 
TCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGGTTGT 
ACCAGAAGCAGTTGAGCTAACCTTTTCGGAGGCAGGCTGCCAAGGTATGATTGGTAACTGGGGTGAAGTC 
GTAACAAGGTAGCCCTAGGGGAACCTGG 


>gi|265678439|ref|NR_028741.1| Erythrobacter citreus strain RE35F/1 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGGTGAGTGGCGCACGGGTG 
CGTAACGCGTGGGAACCTGCCTTTAGGTTCGGAATAACAGTTAGAAATGACTGCTAATACCGGATAATGT 
YTTCGGACCAAAGATTTATCGCCTTTAGATGGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCT 


ACCAAGTCGACGATYTATAGCTGGTYTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCTTTTCAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGAAACT 
GGATGGCTAGAATACTGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACTCACTGGACAGTTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCTCATGGAGCTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGA 
CATCCTAGGACGGTTTCTGGAGACAGATTCCTTCCCTTCGGGGACCTAGTGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCATC 
ATTCAGTTGGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCATCTACAGTGAGCAGCGATCCCGCGAGGGT 
TAGCTAATCTCCAAAAGATGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGATTCACCCGAAGGTGGTGCGCTAACCAGTTTACTGGAGGCAGCCAACCACGGTGGGTTCAG 
CGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|265678438|ref|NR_028740.1| Clostridium xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGTTAAGAGTGGAA 
GTTTTCGGATGGAAGCTTTTAACTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTTACACAG 
GGGGATAACAGTTGGAAACGACTGCTAATACCGCATAAGCGCACAGCTTCGCATGGAGCAGTGCGAAAAG 
ATTTATCGGTGTGAGATGGACCCGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCAACGA 
TCAGTAGCCGGCTTGAGAGAGTGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTC 
GGTATGTAAAGCTCTATCAGCAGGGACGAAGCGGAGTTCGAAAGAACTCCATTGACGGTACCTGACTAAG 
AAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGG 
GTGTAAAGGGAGCGTAGACGGTGATGTAAGTCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATT 
TGAAACTATGTTGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATAT 
TAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGGGTCAAAAGA 
CCTTCGGTGCCGTCGCAAACGCATTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAG 
GAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCA 
GGTCTTGACATCCCCCTGACCGGTCCGTAACGGGGCCTTTCCTTCGGGACAGGGGAGACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTA 
GCCAGCAGGTAAAGTGGGCACTCTAGGGAGACTGCCAGGGATAACCTGGAAGAAGGCGGGGATGACGTCA 
AATCATCATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGTGACTACAAAGGGAAGCATCCCTG 
TGAAGGTGAGCAAATCCCAAAAAGGTCATCTCAGTTCGGATGGTAGTCTGCAACTCGACTACATGAAGCT 
GGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTTCACACCTCCCTC 
CACACCATGGGATTTGGAAACGCCCGAAGTCTGTGACCCAACCTTCTGGAGGGAGCAGCCGAAGGCAGGT 
TCAATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAACAGAAGGTGCGGCTGGATCACCTCC 


>gi|265678437|ref|NR_028739.1| Leifsonia poae strain VKM Ac-1401 16S ribosomal RNA, partial sequence 
GATGTCGACAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
ATGAACCAGGAGCTTGCTCTTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGA 
CTCTGGGATAACCTCCGGAAACGGAAGCTAATACCGGATATGACGTACGGAGGCATCTCCTGTACGTGGA 
AAGAATTTCGGTCAAGGATGGACTCGCGGCCTATCAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCTAC 
GACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCT 
TCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTC 
GTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGA 
CTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACC 
GATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGATGTGGGGACCATTCCACGGTCTCCGTGTCG 
CAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGACTTGACATA 
TACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAAT 
GGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGTAAGGTGGAGCG 
AATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGT 
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAA 
AGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAAGGAGCCGTCGAAGGTGGGATCGGTGATTA 
GGACTAAGTCGTAACAAG 


>gi|265678436|ref|NR_028738.1| Lechevalieria aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, 
partial sequence 

GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCT 
TCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCTT 
GGAAACGAGGTCTAATACCGGATACGACCATTGAAGGCATCTTTGAGGGTGGAAAGTTCCGGCGGTATGG 
GATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 


GAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGC 
GTCGGCCGTGAAAACTTGGGGCTTAACCCCGAGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGACTTCCACGTTCTCCGTGCCGCAGCTAACGCATTAAGC 
ACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGAAACCGGTAGA 
AATATCGGCCCCCTTGTGGCCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTC 
ACACATGCTACAATGGCCGGTACAAAGGGCTGCGAAACCGTGAGGTGGAGCGAATCCCATAAAGCCGGTC 
TCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAG 
CCCGTGGCTCAACCCGCAAGGGGGAGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAA 
GGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTC 


>gi|265678435|ref|NR_028737.1| Actinosynnema pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, 
partial sequence 
GAGTTTGATCATGGATCAGGACGAACNCTGGCGGCGGATTAACAAATGCAAGTCGAGCGGTAAGGCCCTT 
CGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCTGG 
GAAACTAGGTCTAATACCGGATATGAACCTTCCCTGCATGGGGTTGGTTGGAAAGTTCCGGCGGTACAGG 
ATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCAGCCAGGACGAAGCGCAAGTGACGGTACCGGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCG 
TCGGCCGTGAAAACTTGGGGCTTAACCCCGAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGG 
AGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTC 
TCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGGTGGGTGCTAGGTGTGGGGGACTTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGCA 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGAAACCAGTAGAG 
ATATTGGCCCCCTTGTGGCCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCA 
CACATGCTACAATGGCCGGTACAGAGGGTTGCGAAGCCGTGAGGTGGAGCGAATCCCATAAAGCCGGTCT 
CAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGC 
CCATGGCCCAACCCGCAAGGGAAGGAACTGGTCGAAGTGGGACTGGCGATTGGCGACAAATCCTAACAAG 
GTAACCGTACCGGAAAGTGCNGCTGGATCACTCT 


>gi|265678434|ref|NR_028736.1| Streptococcus intermedius strain 1877 16S ribosomal RNA, partial sequence 
TTTGATCCTGGTTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCACAGGATGCACC 
GTAGTTTACTACACCGTATTCTGTGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCG 
GGGGATAACTATTGGAAACGATAGCTAATACCGCATAAGAACATTTACTGCATGGTAGATGTTTAAAAGG 
TGCAAATGCATCACTACCAGATGGACCTGCGTTGTATTAGCTAGTAGGTGAGGTAACGGCTCACCTAGGC 
GACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGG 
TTTTCGGATCGTAAAGCTCTGTTGTTAAGGAAGAACGAGTGTGAGAATGGAAAGTTCATACTGTGACGGT 
ACTTAACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCC 
GGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCAGTGGCTCAACCAT 
TGTAGGCTTTGGAAACTGTTTAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAAT 
GCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAA 
AGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGG 
TCCTTTCCGGGACTTAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTG 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAGGTCTTGACATCCCGATGCCCGCTCTAGAGATAGAGCTTTACTTCGGTACATCGGTGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
ATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTC 
GCAAGCCGGTGACGGCAAGCTAATCTCTGAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTA 
CATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCT 
AAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCT 
ccTtT 


>gi|265678433|ref|NR_028735.1| Gordonia amicalis strain IEGM 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCG 
CTTGCGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGGACTCTGGGATAAGCC 
TGGGAAACTGGGTCTAATACCGGATATGACCTTACATCGCATGGTGTTTGGTGGAAAGCTTTTGCGGTTC 


AGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGAC 
CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCACCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTC 
GCGTCGTCTGTGAAATTCTGCAACTCAATTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCATTTCACGAGTTCCGTGCCGTAGCTAACGCATTA 
AGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAAGCTAT 
AGAGATATAGCCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC 
TTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCA 
GTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCG 
AAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTA 


>gi|265678432|ref|NR_028734.1| Gordonia desulfuricans strain 213E 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCA 
GCTTGCTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCTGACTTCGGGATAAG 
CCTGGGAAACTGGGTCTAATACCGGATATGACCTTACATCGCATGGTGTTTGGTGGAAAGCTTTTGCGGT 
TGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCG 
ACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTG 
TCGCGTCGTCTGTGAAATTCTGCAACTCAATTGCAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTAC 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCATTTCACGAGTTCCGTGCCGTAGCTAACGCAT 
TAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGACG 
GTAGAGATATCGTTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGC 
AGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGG 
GCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGC 
CAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACC 
CGAAGCCGGTGGCCTAACCCTTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTA 


>gi|265678431|ref|NR_028733.1| Slackia heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGATTAAACCGCCCTCGGGCGGACATACAGT 
GGCGAACGGGTGAGTAACACGTGACCAACCCGCCCCCTCCTCCGGGACAACCTCGGGAAACCGTGGCTAA 
TACCGGATACTCCGGCNGCAGCGCATGCTGCGGCCGGGAAAGCCCAGACGGGAGGGGATGGGGTCGCGGC 
CCATCAGGTAGACGGCGGGGCAACGGCCCGCCGTGCCGACGACGGGTAGCCGGGCTGAGAGGCTGATCGG 
CCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGG 
GAACCCTGACGCAGCGACGCCGCGTGCGGGACGAAGGCCTTCGGGTCGTAAACCGCTTTCAGCAGGGAAG 
AACAATGACGGTACCTGCAGAAGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAG 
CGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGCAGGCGGCCGGCCAAGCGGGCCTCGTCGAAGCC 
GTGGGCTCAACCCGCGGAAGCGACCCGAACTGGCCGGCTCGAGTGAGGTAGGGGAGGATGGAATTCCCGG 
TGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGACGGCGAAGGCAGTCCTCTGGGCCTTCACTGA 
CGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCCAGCCGTAAACGATGGG 
CGCTAGGTGTGGGGGGCCGGACCCCCCGTGCCGCAGCCAACGCATTAAGCGCCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGAA 
GCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTGAAGCGGCGGAAACGCCGTGGCCTGACCGGAG 
CCTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCCTGCCGCATGTTGCCAGCATCAAGTTGGGGACTCATGCGGGACCGCCGGCGCCAAGCCGGAGGA 
AGGCGGGGACGACGTCAAGTCATCATGCCCCTCATGCCCTGGGCTGCACACGTGCTACAATGGCCGGCAC 
AGCGGGCTGCGACGCAGCGATGCGGAGCGAATCCCTCAAAGCCGGCCCCAGTTCGGATCGGAGGCTGCAA 
CCCGCCTCCGTGAAGCCGGAGTTGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATGCGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCACCCGAGTCGTCTGCACCCGAAGCCGCCGGCCGAACCCGTTAAGGGG 
CGGAGGCGTCGAAGGTGTGGAGGGTGAGGGGGGTGAAGTCGTAACAAGGTAGCCGTACGGGAACG 


>gi|265678430|ref|NR_028732.1| Desulfofrigus fragile strain LSv21 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGTG 
GACTTCGGTCCGCGAGTAAAGTGGCGCACGGGTGAGTAACGCGTGAATAATCTACCCCTGAATTTGGGAT 
AACAGTTCGAAAGGGCTGCTAATACCGGATAACATTGTCTTTTTTACGGATTAGACAATCAAAGAGGGCC 
TCTCCTTGGAAGCTTTTGTTTGGGGATGAGTTCGCGTCCCATTAGTTAGTTGGTGAGGTAACGGCTCACC 
AAGACATCGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGATTCC 


TACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGAT 
GAAGGYTCTTGGGTCGTAAAGCTCTGTCAAGTGGGAAGAAACCTCACATGATTAATACTCATGTGAATTG 
ACGGTACCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGGTGCAAGCGT 
TATTCGGATTTATTGGGCGTAAAGGGCGCGTAGGCGGCCATTTAAGTCGGGTGTGAAATCCCGGGGCTTA 
ACCCCGGAACTGCATCCGATACTGGATGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCAGGTGTAGAGG 
TGAAATTCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGATG 
CGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTTGACAACTAGGT 
GTCGCGGGTATTGACCCCTGCGGTGCCGGAGCTAACGCATTAAGTTGTCCGCCTGGGGAGTACGGTCGCA 
AGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTHGACGCAAC 
GCGCAGAACTTACCTGGACTTGACATCTCGGAAATCTCTTGGAAACTTGAGAGTGCCCTTCGGGGAATCC 
GATGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTATCTTCAGTTACCAGCGCGTAATGGCGGGGACTCTGGAGACACTGCCCCGGTTAACGGGGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTATGTA 
CAAAGGGTCGCAAGCCAGCGATGGTGAGCCAATCCCATAAAGCATACCTCAGTTCGGATTGGAGTCTGCA 
ACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCACGAGAGTTGATTGTACCAGAAGTCGTTGGGCTAACCCTTCGGGGA 
AGCAGGCGCCTAAGGTATGGTTGATAATTGGGGTGAAGTCGTAACAAGGT 


>gi|265678429|ref|NR_028731.1| Desulfofrigus oceanense strain ASv26 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGTG 
GACTTCGGTCCGCGAGTAAAGTGGCGCACGGGTGAGTAACGCGTGAATAATCTACCCCTGAATTTGGGAT 
AACAGTTCGAAAGGGCTGCTAATACCGGATAATATGATTTTTACTACGGTTTGAATCATCAAAGAGGGCC 
TCTCCTTGGAAGCTTTTGTTTGGGGATGAGTTCGCGTACCATTAGCTTGTTGGTGGGGTAACGGCCTACC 
AAGGCTGCGATGGTTAGCTGGTTTGAGAGAATGATCAGCCACACTGGAACTGACACACGGTCCAGATYCC 
TACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGAT 
GAAGGCTCTTGGGTCGTAAAGCTCTGTCAAGTGGGAAGAAACCTCACATGACTAATACTCATGTGAATTG 
ACGGTACCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGGTGCAAGCGT 
TATTCGGTATTATTGGGCGTAAAGGGCGCGTAGGCGGCCATTTAAGTCGGGTGTGAAATCCCGGGGCTTA 
ACCCCGGAACTGCATCCGATACTGTATGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCAGGTGTAGAGG 
TGAAATTCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGG 
CGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTTGTATACTAGGT 
GTAGCGGGTATTGACCCCTGCTGTGCCGCAGCTAACGCATTAAGTATACCGCCTGGGGAGTACGGTCGCA 
AGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAAC 
GCGCAGAACCTTACCTGGACTTGACATCTCGGAAATCTCTTGGAAACTTGAGAGTGCCCTTCGGGGAATC 
CGATGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTATCTTCAGTTACCAGCGCGTTATGGCGGGGACTCTGGAGACACTGCCCCGGTTAACGGGGAG 
GAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTATGT 
ACAAAGGGTCGCTAAGCCGCGAGGCCAAGCCAATCCCATAAAGCATACCTCAGTTCGGATTGGAGTCTGC 
AACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCACGAGAGTTGATTGTACCAGAAGTCGTTGGGCTAACCGTTTCGGC 
GGAGGCAGGCGCSTAAGGTATGGTTGATAATTGGGGTGAAGTCGTAACAAGGT 


>gi|265678428|ref|NR_028730.1| Desulfofaba gelida strain PSv29 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAATTTCCCGCTTGCGGGAGAGAGTAAAGTGGCGCAC 
GGGTGAGTAACGCGTGGATAATCTACCTTCGAATCCGGAACAACATTGCGAAAGCGATGCTAATACCGGA 
TAATATCTTAGTTTCTTCGGGAATTGAGATCAAAGACGGCCTCTGCTTGCAAGCTGTTGTTTGAAGATGA 
GTCCGCGTACCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTGCGATGGTTAGCTGGTCTGAGAG 
GATGATCAGCCACACTGGAACTGACACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCG 
CAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCCTTGGGTCGTAAAGCTCTGTCA 
AGTGGGAAGAAATGGTTGATGGTTAATACCCTTCGATTTTGACGGTACCACTGAAGGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGCGCGC 
GTAGGCGGTTTTGTAGGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAAGTGCATTTGAAACCCCGARA 
CTTGAGTATGGGAGAGGGAAGTGGAATTCCAGGTGTAGAGGTGAAATTCGTAGATATCTGGAGGAACACC 
GGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGTGCGAAGGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCAGTAAACGTTGTTCACTAGGTGTAGCGGGTATTGACTCCTGCTGTGCCGC 
AGCTAACGCATTAAGTGAACCGCCTGGGGAGTACGATCGCAAGATTAAAACTCAAAGAAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGATTTGACATCC 
TGAGAATCCCYTGGAAACTAGGGAGTGCCCTTCGGGGAACTCAGTGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCTTCAGTTGCCATCATTAA 
GTTGGGAACTCTGGAGATACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATATCCAGGGCTACACACGTGCTACAATGGCAGGTACAAAGGGTCGCAAGCCGGTGACGGTTAGCC 
AATCCCATAAAGCCTGCCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGA 
GTTGGTTGTACCAGAAGTCGTTGGGCTAACCCTTCSGGGAGGCAGGCGCCTAAAGTATGGTCGATAATTA 
GGGTGAARTCKTAACAAGT 


>gi|265678427|ref|NR_028729.1| Desulfotalea psychrophila strain LSv54 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAACGGT 
TTCTTCGGAAACCTAGTAGAGTGGCGCACGGGTGAGTAACGCGTAAGTAATCTACCCTGATATCTGGGAT 
AACAATTCGAAAGGATTGCTAATACCGGATACGTTGATTTATCAAGAAAGATGGCCTCTTCATGAAAGCT 
ATTGTATCGGGAGGAGCTTGCGTACCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGGT 
TAGCGGGTCTGAGAGGATGATCCGCCACACTGGAACTGAAACACGGACCAGACTCCTACGGGAGGCAGCA 
GTGAGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGGATGATGAAGGCCTTCGGGT 


CGTAAAATCCTGTCAGATGGGAAGAAATGCATAGAGGTCAATACCCTTTANGTTTGACGGTACCATCAAA 
GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTGTTCGGAATTACT 
GGGCGTAAAGCGCGCGTAGGCGGCTTTTTAAGTCAGATGTGAAAGTCCTCGGCTCAACCGAGGAAGTGCA 
TTTGAAACTGGGGAGCTTGAGTACTGGAGGGGATGGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGAT 
ATCGGGAGGAATACCGGTGGCGAAGGCGACCATCTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGGTGTTGGAGTGGTTAA 
TCGCTTCATTGCCGGAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGCAGAACCTTAC 
CTGGTCTTGACATCTCGGAAATCTCTTGGAAACAGGAGAGTGCCTCTTGAGGAATCCGATGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCTYT 
AGTTGCCATCATTAAGTTGGGCACTCTAGAGAGACTGCCGGTGTCAAACCGGAGGAAGGTAGGGATGACG 
TCAAGTCCTCATGGCCTTTATGACCAGGGCTACACACGTACTACAATGGCATAGACAAAGGGCAGCAACA 
CAGCGATGTGAAGCCAATCCCATAAACTATGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAA 
GTTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCACGGGAGTTGGTTGTACCAGAAGCAGTTGAGCTAACCCTTCGGGGGGGCAGGCTGCCAAGG 
TATGGCTGGTAACTGGGGTGAA 


>gi|265678426|ref|NR_028728.1| Roseovarius nubinhibens strain ISM 16S ribosomal RNA, partial sequence 
CTGGTTCAGAGCGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCACCTTCGGGTGAGCGGCGG 
ACGGGTTAGTAACGCGTGGGAACGTACCCAGATCTAAGGAATAGCCACTGGAAACGGTGAGTAATACCTT 
ATACGCCCTTCGGGGGAAAGATTTATCGGATTTGGATCGGCCCGCGTTAGATTAGGTAGTTGGTGGGGTA 
ATGGCCTACCAAGCCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCG 
CGTGAGTGAAGAAGGTCTTAGGATCGTAAAGCTCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAG 
AAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGG 
GCGTAAAGCGCGCGTAGGCGGATCAGAAAGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTC 
CAAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATAT 
TCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGTAGTATACTA 
TTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAAC 
CCTTGACATCCTGATCGCGGATCGTAGAGATACTTTCCTTCAGTTCGGCTGGATCAGTGACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCCTAG 
TTGCCAGCAGTTCGGCTGGGCACTCTATGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGT 
CAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCA 
AAAAACTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGT 
AACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTT 
TACCCGAAGGCCGTGCGCCAACCTTTCGAGGGGGCAGCGGACCACGGTGAGCTCAGCGACTGGGGTGAAA 
GTCGTAACAAGGTAGCCC 


>gi|265678425|ref|NR_028727.1| Ruegeria pomeroyi strain DSS-3 16S ribosomal RNA, partial sequence 
TAACTTGAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCG 
CCCTTCGGGGTGAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTACCCTTTGGTAGGGAATAGCCACTG 
GAAACGGTGAGTAATACCCTATGAGCCCTTCGGGGGAAAGATTTATCGCCAAAGGATCGGCCCGCGTTAG 
ATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCA 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCA 
ACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCTGTGAAGAT 
AATGACGGTAGCAGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTA 
GCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACCAGAAAGTTGGGGGTGAAATCCCGGGG 
CTCAACCCCGGAACTGCCTCCAAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTA 
GAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCT 
GAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCC 
AGTCGTCGGGTAGCATGCTGCTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGCCG 
CAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 
ACGCGCAGAACCTTACCAACCCTTGACATCCTCGGACCGTCCCAGAGATGGGTCTTTCACTTCGGTGACC 
GAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCG 
CAACCCACACCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGAACTGCCCGTGATAAGCGGGAGGA 
AGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGAC 
AATGGGTTAATCCCAAAAAACTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAAT 
CGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGGGTCTACCCGAAGACGGTGCGCCAACCTTTCGAGGAGGCAGCTGGCCACGGTAGGCTCA 
GCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTT 


>gi|265678424|ref|NR_028726.1| Clostridium algidixylanolyticum strain SPL73 16S ribosomal RNA, partial 
sequence 

AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAAGCGATTT 
TAAGGAAGCCTTCGGGTGGAATTAGAATTGACTTAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGC 
CTCATACAGGGGGATAACAGTTAGAAATGACTGCTAATACCGCATAAGCGCACAGTGCTGCATAGCACAG 
TGTGAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCA 
AGCCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGACTGAAG 
AAGTATTTCGGTATGTAAAGGTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGA 


GCGTAGACGGCTCTGCAAGTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGG 
AGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACA 
CCAGTGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCGGGGAGCAAAGCTCTTCGGTGCCG 
TCGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATC 
GGAATGACAGCCTTATAACTAAGGTCTCCCTACGGGGCATTCTAGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAGTTCG 
GCTGGGCACTCTGGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGATTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCGAAGGAGCGATCTGGAGCA 
AACCCCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGT 
AATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGTAACGCCCGAAGTCAGTGACCCAACCGTAAGGAGGGAGCTGCCGAAGGCGGGACTGATAACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAGA 


>gi|265678423|ref|NR_028725.1| Lactobacillus salivarius strain HO 66 16S ribosomal RNA, complete sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAACTTTCT 
TACACCGAATGCTTGCRTTCATCGTAAGAAGTTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGC 
CTAAAAGAAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATATCTCTAAGGATCGCATGATCCTTA 
GATGAAAGATGGTTCTGCTATCGCTTTTAGATGGACCCGCGGCGTATTAACTAGTTGGTGGGGTAACGGC 
CTACCAAGGTGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGTCCAA 
ACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGA 
GTGAAGAAGGTCTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTC 
GATGACGGTATCTAACCAGCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAA 
GCGTTGTCCGGATTTATTGGGCGTAAAGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGG 
CTTAACCGGAGTAGTGCATTGGAAACTGGAAGACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTA 
GCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCT 
GAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCT 
AGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCAATAAGCATTCCGCCTGGGGAGTACGAC 
CGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACCTAAGAGATTAGGCTTTCCCTTCGGGGA 
CAAAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTTGTCAGTTGCCAGCATTAAGTTGGGCACTCTGGCGAGACTGCCGGTGACAAACCGGAG 
GAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGT 
ACAACGAGTCGCAAGACCGCGAGGTTTAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGC 
AACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGGGTAACCGCAAGGAG 
CCAGCCGTCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGC 
TGGATCACCTCCTTAAGCTTGGATCCCGGG 


>gi|265678422|ref|NR_028724.1| Bacteriovorax litoralis strain JS5 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGAAAGTCCTTCGGGATGAGTACAGTGGC 
GCACGGGTGAGTAACACGTAGGTGACCTGCCTATTAGCGGGGGATAACACGAAGAAATTCGTGCTAATAC 
CGCATACGCAAAGTGAATTTGGAAGTAGCTTTGGAAAGAATGCCTCTCCTTGGAAGCATTTACTAATAGA 
TGGGCCTGCGTAGCATTAGCTTGATGGTGGGGTAACGGCCTACCATGGCGACGATGCTTAACTGGTCTGA 
GAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCGCAATGGGCGAAAGCCTGACGCAGCAATGCCGCGTGAGTGAGGAAGGCCTTCGGGTTGTAAAGCTCTG 
TCATATGGAAAGAATGGTCATTGTTCTAACAGGGCAGTGATTTGACGGTACCATAAAAGGAAGCACCGGC 
TAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGATTTATTGGGCGTAAAGCG 
CGCGCAGGCGGACTATTAAGCCAGATGTGAAATCTCGGGGCTCAACCCCGAAACTGCGTCTGGAACTGGT 
AGTCTAGAATCTTGGAGGGGGAAGCGGAATTTCGCATGTAGGGGTAAAATCCGTAGAGATGCGAAGGAAC 
ACCAGAGCCGAAGGGGGCTTCCTGGCCAAGTATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCACTAGATATTGGAGACTTTGACCTCTTCAGTGT 
CGTAGCTAACGCATTAAGTGCACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGATTATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTAGGCTTGAAA 
TCCTGAGAAGATCGACCATAATTGATTGTGCTCTTCGGAGAACTCAGTGACAGGCGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCTCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAGCAT 
TAAGTTGGGCACTCTAGAGAGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTATGTCTAGGGCTACACACGTAATACAATGGTGCATACAAAGGGAAGCGATCTGGTGACAGTTA 
GCAAATCTCAAAAAGTGCATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCT 
AGTAATCGGAGATCAGCACGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTTAATCTTACCTGAAGCCGTGGCCCTAACTTTTAGAGGGGAGCGTCTACGGTCGGATTGATGACTG 
GGGTG 


>gi|265678421|ref|NR_028723.1| Bacteriovorax marinus strain SJ 16S ribosomal RNA, partial sequence 
AACGAACGCTGTCGGCATGCCTAACACATGCAAGTCGTACGAGAAAGCACCTTCGGGTGTGAGTAGAGTG 
GCGCACGGGTGAGTAACGCGTAGGTGATCTACCATTTGGCGGGGGATAACCAGGAGAAATTCTGGCTAAT 
ACCGCATACGTACTGCAATTTTGAAAGTAGCAGTAGAAAGAATGCCTCTCCTTGGAAGCATTTACCAAAT 
GATGAGCCTGCGTAGCATTAGTTTGATGGTGGGGTAATGGCCTACCATGACTACGATGCTTAGCTGGTCT 
GAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCGCAATGGGGGAAACCCTGACGCAGCAATGCCGAGTGAGTGAGGAAGGCCTTCGGGTTGTAAAGCTC 
TGTCAGAAGGGAATAATGGTGTAGGGTCCAATAGGCCTTACATTTGAAGGTACCTTCAAAGGAAGCACCG 
GCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGATTTATTGGGCGTAAAG 


CGCGCGCAGGCGGATTGTTAAGTCAGATGTGAAATCTCGGGGCTCAACCTCGAAACTGCGTCTGAAACTG 
ATAATCTAGAATCTCGGAGGGGGAAGGGGAATTTCGCATGTAGGGGTAAAATCCGTAGAGATGCGAAGGA 
ACACCAGAGGCGAAGGCGCCTTCCTGGACGAGTATTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCACTAGATATTGGAGGTTTGACCCCTTCAGTG 
TCGTAGCTAACGCATTAAGTGCACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGATTATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTAGGCTTGAA 
ATCCTGAGAATCTAATGGAAACATTGGAGTGCTCTTCGGAGAATTCAGTGACAGGCGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCTCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCA 
TTAAGTTGGGCACTCTAGGGAGACTGCCCGGGCTAACCGGGAGGAAGGTGGGGATGACGTCCAGTCCTCA 
TGGCCCTTATGTCTAGGGCTACACACGTAATACAATGGTACATACAAAGGGAAGCGACCTGGCAACAGTG 
AGCAAATCTCAAAAAGTGTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGC 
TAGTAATCGGAGATCAGCACGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAC 
GGGAGTTGGTCTTACCTGAAGTCGTGGCCCTAACTGCTTGCAGAGGGGAGCGCCTACGGTCGGA 


>gi|265678420|ref|NR_028722.1| Pseudoalteromonas elyakovii strain KMM 162 16S ribosomal RNA, partial 
sequence 
AGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGARAGTAGCTTGCTACTTTGC 
TGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGA 
CTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGG 
GATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGA 
AAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTT 
GTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGA 
TAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGG 
CAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGT 
AGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGTTCTGTTTTTCAAAGCTAACGCATTA 
AGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCA 
GAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTA 
AGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGG 
GCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCACTTAAAGT 
GCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAG 
AATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCA 
GAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAAC 
AAGGTAGCCCTAGGGGAACCTGCG 


>gi|265678419|ref|NR_028721.1| Heliorestis daurensis strain BT-Hl 16S ribosomal RNA, complete sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGAGCGGAAA 
AGTAGCTTGCTACTTTGAAGCTTAGTGGCGAACGGGTGAGTAACGCGTGGATAACCTACCTATAAGAGGG 
GGATAACTTTCCGAAAGGAGAGCTAATACCGCATAAAGTTGTTCTATGGCATCATGGAATAACCAAAGGA 
GCAATCCGCTTAGAGATGGGTCCGCGTCCGATTAGCTAGATGGTGGAGTAAAAGCCTACCATGGCGACGA 
TCGGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGGGGAAGAAGGTCTTC 
GGATTGTAAACCCTTGTCTTCAGGAGAAAAAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGCGCGTGCAGGCG 
GGTTTTTAAGTCTGATGTGAAAGACCGGAGCTCAACTCCGGGATTGCGACAGAAACTGGAAGTCTAGAGG 
CATGGAGAGGACAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACCCCAGTGGCG 
AAGGCGACTGTCTGGACATGACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGCGGGTATCGACCCCTGCAGTGCCGCAGGAAAC 
CCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACAAAAT 
CTTGTAGAGATACGAGAGTGCTTTCGGAGAATTGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATACGCAGTTGCCAGCATTTAAGGTGGGG 
ACTCTGCGTAGACTGCCCGGGACGACCGGGAGGAAGGCGGGGACGACGTCAAATCATCATGCCCCTTATG 
TCCTGGGCTACACACGTGCTACAATGGCTGGTACAAACCGAAGCGAAGCGGCGAGGTGAAGCAAACCGGA 
GAAAGCCAGTCTAAGTTCGGATTGCTCTCTGCAACTCGAGAGCATGAAGTCGGAATCGCTAGTAATCGCG 
GGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGCA 
ACACCCGAAGTCGGTGAGGTAACTCGCAAGAGAGCCAGCCGCCTAAGGTGGGGTCGATGATTGGGGTGAA 
GTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCGCCC 


>gi|265678418|ref|NR_028720.1| Chitinophaga pinensis strain DSM 2588 16S ribosomal RNA, partial sequence 
CAGGCCTAATACATGCAAGTCGAGGGGCAGCACAGGTAGCAATACTGGGCGGCGACCGGCAAACGGGTGC 
GGAACACGTACGTAACCTTCCTCTAAATGGAGCATAGCCCGAAGAAATTCGGATTAATACTCCATAAGAT 
TGTGGAGTGGCATCACTCAGCAATTAAAGAATTTCGTTTAGAGATGGGCGTGCGGCTGATTAGGTAGTTG 
GTGAGGTAACGGCTCACCAAGCCGACGATCAGTAACTGGCGTGAGAGCGCGACCAGTCACACGGGCACTG 
AGACACGGGCCCGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGACGCAAGTCTGAACCAG 
CCATGCCGCGTGAAAGATGAAGGTCCTCTGGATNGTAAACTTCTTTTATGTGGGAAGAAACCACTCCTTT 
CTAGGGTGTTGACGGTACCATAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGTAGGCGGGTCAGTAAGTCCGTGGTGAAAT 
CTCCAAGCTTAACTTGGAAACTGCCGTGGATACTATAAGTCTTGAATGTTGTGGAGGTTAGCGGAATATG 


TCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCAATTGCGAAGGCAGCTGGCTACACAAATAT 
TGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT 
GATTACTCGACATTTGCGATATACAGTAAGTGTCTGAGCGAAAGCATTAAGTAATCCACCTGGGAAGTAC 
GACCACAAGGTTGAAACTCAAAGGAATTGACGGGGGTCCGCACAACGGGTGGAGCATGTGGTTTAATTCG 
ATGATACGCGAGGAACCTTACCTGGGCTAGAATGATGGTGGCCCGATNCCTGAAAGGGACTTTGTACGAA 
TAACACCTAAGGTGGTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTATCTTTAGTTGCCAACAGGTCAAGCTGGGAACTCTAAAGAAACTGCCGTCGTAAGACGCG 
AGGAAGGAGGGGATGATGTCAAGTCATCATGGCCTTTATGCCCAGGGCTACACACGTGCTACAATGGTAG 
GAACAAAGGGCTGCTACCTGGTAACAGGATGCTAATCTCAAAAATCCTATCTCAGTTCGAATTGAGGGCT 
GCAACTCGCCCTCATGAAGCTGGAATCGCTAGTAATCGTATATCAGCAATGATACGGTGAATACGTCCCC 
GGACCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGGACCTGAAGTCGGTAACCGCAAGGAACC 
GCCTAGGGTAAAATCGGTAATTGGGGCTAAGTCNTAACAAGGTNACCGTATCGGAAGT 


>gi|265678417|ref|NR_028719.1| Comamonas terrigena strain IMI 359870 16S ribosomal RNA, partial sequence 
TTTCATAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCA 
GCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCAGTTGTGGGG 
GATAACTACTCGAAAGAGTAGCTAATACCGCATGAGAACTGAGGTTGAAAGCAGGGGATCGCAAGACCTT 
GCGCAACTGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAGGCTTACCAAGCCGACGATCTGT 
AGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATTTGGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTT 
GTAAACTGCTTTGGTACGGAACGAAAAGCTTCGGGTTAATACCCTGGAGTCATGACGGTACCGTAAGAAT 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTGCGCAGGCGGTCTTGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTT 
TGTGACTGCAAGGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATAT 
GCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTAACTGA 
CTCAGTAACGAAGCTAACGCGTGAAGTTGACCCCCTGGGGAGTACGGCCCCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCAC 
CTTTGACATATACGGAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTT 
GATACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGG 
GGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATC 
GCTAGTAATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACC 
ATGGGAGCGGGTCTCGCCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCGGGGTTCGTG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGA 


>gi|265678416|ref|NR_028718.1| Hydrogenophaga flava strain 2 16S ribosomal RNA, partial sequence 
TTTTAGTTTGATCATGTCTCAGATTGAACGCTGCCGGCATACTTTACACATGCAAGTCGAACGGTAACAG 
GCCGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAAC 
GCAGCGAAAGCTGTGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGACCGTAAGGCCTCGCGCGA 
TTGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCAACGATCTGTAGCTGG 
TCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAAC 
TGCTTTGGTACGGAACGAAACGGTCTGGGTTAATACCTCGGGCTAATGACGGTACCGTAAGAATAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTTGTGAC 
TGCAAGGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAG 
GAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTTACTTTCTCAGT 
AACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGA 
CATGGCAGGAAGTTTCCAGAGATGGATTCGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACG 
AAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATAGGTGGGGC TACACACGTCATACAATGGCCGGTACAAAGGGCAGCCAACCCGCGAGGGGGAGCC 
AATCCCATAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGT 
AATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GCGGGTCTCGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCGGGGTTCGTGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTTGA 


>gi|265678415|ref|NR_028717.1| Hydrogenophaga pseudoflava strain GA3 16S ribosomal RNA, partial sequence 
TTTATGTTTGATCCTGGCTCAGACTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAG 
GCCGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAAC 
GCAGCGAAAGCTGTGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGACCGTAAGGCCTCGCGCGA 
TTGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCAACGATCTGTAGCTGG 
TCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAAC 
TGCTTTTGTACGGAACGAAACGGTCTGGGTTAATACCCTGGACTAATGACGGTACCGTAAGAATAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTTGTGAC 
TGCAAGGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAG 
GAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC 


AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTTACTTTCTCAGT 
AACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGA 
CATGGCAGGAAGTTTCCAGAGATGGATTCGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACG 
AAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATTGGTGGGGGTACACACGTCATACAATGGCCGGTACAAAGGGCAGCCAACCCGCAAGGGGGAGCC 
AATCCCATAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGT 
AATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GCGGGTCTCGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGGGGGGTTCGTGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGGTGGA 


>gi|265678414|ref|NR_028716.1| Hydrogenophaga taeniospiralis strain 2Kl1 16S ribosomal RNA, partial 
sequence 
TAGTTTGATCCTGTCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGCC 
GCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACGCA 
GCGAAAGCTGCGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGACCGTAAGGCCTCGCGCGATTG 
GAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCAACGATCTGTAGCTGGTCT 
GAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATT 
TTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGC 
TTTTGTACGGAACGAAACGGTCTGGGTTAATACCCTGGGCTAATGACGGTACCGTAAGAATAAGCACCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GTGCGCAGGCGGTTTTGTAAGACAGTCGTGAAATCCCCGGGCTCAACCTGGGAATTGCGATTGTGACTGC 
AAAGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAA 
CACCGATGGCGAAAGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTCTTCTGACTCAGTAAC 
GAAGCTAACGCGTGAAGTTGACCCCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACAT 
GTACGGAATTTGCCAGAGATGGCTTAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTC 
AGTTGGGGACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGG 
CCCTTATAGGTGGGGC TACACACGTCATACAATGGCCGGTACAAAGGGTCGCAAACCCGCGAGGGGGAGC 
CAATCCATCAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAG 
TAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGG 
AGCGGGTCTCGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGGGGGGTTCGTGACTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGA 


>gi|265678413|ref|NR_028715.1| Acidovorax temperans strain PHL 16S ribosomal RNA, partial sequence 
TTTAGTTTGATCATGTCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGG 
TCTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACG 
AAGCGAAAGCTTTGCTAATACCGCATAAGATCTACGGATGAAAGCAGGGGACCGCAAGGCCTTGCGCGAA 
CGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGT 
CTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAAGGATGAAGGCCTTCGGGTTGTAAACT 
GCTTTGGTACGGAACGAAAAGACTCTGGTTAATACCTGGGGTCCATGACGGTACCGTAAGAATAAGCACC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACT 
GTATAGCTAGAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGG 
AACACCGATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTCACTGACTCAGTA 
ACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGAC 
ATGTACGGAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGA 
AAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTA 
ATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAG 
CGGGTTCTGCCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCAGGGTTCGTGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGA 


>gi|265678412|ref|NR_028714.1| Acidovorax delafieldii strain 133 16S ribosomal RNA, partial sequence 
TTTGTTTGATCCTGTCTCAGACTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGT 
CTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGAGAGTGGGGGATAACGA 
AGCGAAAGCTTTGCTAATACCGCATACGATCTCAGGATGAAAGCAGGGGACCGCAAGGCCTTGCGCTCAC 
GGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTC 
TGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
TTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCCGGTTGTAAACTT 
CTTTTGTACGGAACGAAAAGACTCTGGTTAATACCTGGGGTCCATGACGGTACCGTAAGAATAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGTGCGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTG 
TATAGCTAGAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGA 
ACACCGATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAG 


GATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGGTGGGTCTTCACTGACTCAGTAA 
CGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACA 
TGTACGGAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATT 
CAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATG 
GCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAG 
CCAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTA 
GTAATCGTGGATCAGAATGTCGTGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGG 
GAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGA 


>gi|265678411|ref|NR_028713.1| Curvibacter delicatus strain 146 16S ribosomal RNA, partial sequence 
TTCATGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGTAATC 
CTGGTGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTGCCCAGTCGTGGGGGATAACGTAGCGAA 
AGCTACGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGATCGCAAGACCTCGCGCGATTGGAGCG 
GCCGATATCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAG 
GACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGA 
CAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTG 
TACGGAACGAAAAGGCTCTCTCTAATACAGGGGGCTCATGACGGTACCGTAAGAATAAGCACCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCG 
CAGGCGGTTATGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCATAGC 
TAGAGTACGGCAGAAGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCG 
ATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTCACTGACTCAGTAACGAAGC 
TAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACG 
GAAGTTACCAGAGATGGTTTCGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTAGTTG 
GGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT 
ATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATC 
CCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATC 
GTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGG 
GTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAAGGCGATTACCACGGCAGGGTTCGTGACTGGGGTTA 
AGTCCTAACAAGGTAGCCGTATCGG 


>gi|265678410|ref|NR_028712.1| Simplicispira psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
GATTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCT 
TCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACTACT 
CGAAAGAGTGGCTAATACCGCATACGATCTACGGATGAAAGCAGGGGACCCGCAAGGGCCTTGCGCGGAC 
GGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAGGCTTACCAAGCCGACGATCTGTAGCTGGTC 
TGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
TTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTG 
CTTTTGTACGGAACGAAAAGGTCTTTTCTAATAAAGAAGGCCCATGACGGTACCGTAAGAATAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGTGCGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTAGTGACTG 
TATAGCTAGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGA 
ACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTCACTTTCTCAGTAA 
CGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACA 
TGTATGGAAGATCGCAGAGACGCGATTGTGC TCGAAAGAGAGCCATAACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACATT 
TAGTTGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATG 
GCCCTTATAGGTGGGGC TACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAG 
CTAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTA 
GTAATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGG 
GAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAAGGCGATTACCACGGCAGGGTTCGTGACTG 
GGGTTAAGTCCTAACAAGGTACCGTATCCGAAGTGCGNCCCC 


>gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa strain LMG 4393 16S ribosomal RNA, partial sequence 
GGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCT 
TCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCAATCGTGGGGGATAACACAT 
CGAAAGATGTGCTAATACCGCATAAGATCTACGGATGAAAGCGGGGGATCGCAAGACCTCGCGCGAATGG 
AGCGGCCGATGGCAGATTAGGTAGTTGGTGGGGTAAAGGCCCACCAAGCCGACGATCTGTAGCTGGTCTG 
AGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTT 
TGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCT 
TTTGTACGGAACGAAAAGGTCTTTTCTAATACAGAAGGCCCATGACGGTACCGTAAGAATAAGCACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
TGCGCAGGCGGTGTTGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCA 
ACGCTAGAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAAC 
ACCGATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTCACTGACTCAGTAACG 


AAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATG 
GCAGAAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAATCTGCACACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACATTCA 
GTTGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCT 
AATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGT 
AATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GCGGGTTCTGCCAGAAGTAAGTAACCTAACCGTAAGGAAGGCGCTTACCACGGCAGGGTTCGTGACTGGG 
GTTAAGTCCTAACAAGGTACC 


>gi|265678408|ref|NR_028710.1| Pseudaminobacter salicylatoxidans strain BN12 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGG 
GGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCAGCCCTACGGAATAACCCAGGGAAACTTGGA 
CTAATACCGTATACGTCCGATAGGAGAAAGATTTATCGGGGTTGGATGAGCCCGCGTTGGATTAGCTAGT 
TGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCC 
AGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTA 
ACCGGAGAAGAAGCCCCGGCTAACTTTGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCG 
GAATTACTGGGCGTAAAGCGCACGTAGGCGGATCGGTCAGTTAGGGGTGAAATCCCAGGGCTCAACCCTG 
GAACTGCCTTTAATACTGCTGGTCTAGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAAT 
TCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGGAAGCCAGCTGTCGGC 
AGGTTTACCTGTCGGTGGCGCAGCTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAA 
CCTTACCAGCCCTTGACATCCCGGTCGCGGTTACGAGAGATCGTTTCCTTCAGTTCGGCTGGACCGGTGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGCCTTTAGTTGCCATCATTCAGTTGGGCACTCTAAAGGGACTGCCGGTGATAAGCCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGG 
CAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTGGGATTGCACTCTGCAACTCGAGT 
GCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGCTGCGCTGACCGCAAGGAGGCAGGCGAC 
CACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCGGCCNGGCGAACTAACG 


>gi|265678406|ref|NR_028708.1| Geobacillus caldoxylosilyticus strain $1812 16S ribosomal RNA, partial 
sequence 
AGATCCTGGCTCAGGACGAACGTGGGCGGGGTGCCTAATACATGCAAGTCGAGCGGACCGAACAGGAGCT 
TGCTCTTGTTCGGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCCGTAAGACCGGGATAACT 
CCGGGAAACCGGAGCTAATACCGGATAACACCAAAGACCGCATGGTCTTTGGTTGAAAGGCGGCTTCGGC 
TGTCACTTACGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGC 
GTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGTCTTCGGA 
TCGTAAAGCTCTGTTGTTAGGGAAGAAGAAGTACCGTTCGAATAGGGCGGTACGGTGACGGTACCTAACG 
AGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGCGCGCGCAGGCGGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTC 
ATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGA 
GATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTCA 
AACCCTTTAGTGCTGTAGCTAACGCGTTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATCCCCTGACAACCCTGGAGACAGGGCGTTCCCCCTTCGGGGGGACAGGGTGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAATTCCCGCAACGAGCGCAACCCTCGCC 
CTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATG 
ACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCG 
AACCCGCGAGGGGGAGCCAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCAT 
GAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCACGAGAGCTTGCAACACCCGAAGTCGGTGAGGTAACCCGCAAGGGAGCCAGCCGGCGA 
AGGTGGGGCAAGTGATTGGGGTGAAGTCGTAACAAGGTANCNGTAC 


>gi|265678405|ref|NR_028707.1| Bacillus selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGCAGGAAGCTTTCTGAAGCCTTCGGGNGGACGGAAGTGGAATGAGCGGCGGACGGGTGA 
GTAACACGTGGGCAACCTGCCCTGCAGACCGGGACAACCTCGTGAAAATGAGGCTAATACCGGATGACCA 
TTGGCACCGCATGGTGCCNGATGTAAAAGAGGGGATTCGTCCTCTCACTGCAGGATGGGCCCGCGGCGCA 
TTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCATCCGCAATGGGCGAAA 
GCCTGACGGTGCAATGCCGCGTGTACGATGAAGTTCTCGGATCGTAAAGTTCTGTTATGAGGGAAGAACA 
AGTGCCGTTTGAATAAGGCGGCACCTTGACGGTACCTCACGAGAAAGCCCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCT 
TAAGTCTGATGTGAAAGCCCACCGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGTAAG 
AGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGC 
GACTTTCTGGCTTACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTAGTGCCGAAGTTAACACATT 


AAGCACTCCGCCTGGGGAGTACGGCNCGCAAGGCTGAAACTCAAAGGAATTGACNGGGGGCCCNGCACAA 
GCAAGTGGAGCRKGTGGTTTAATTCTGAARCAACGCGAAGAACCTTCACCAGGTCNTTGACNTCCTCTGA 
ACATCCAGGAGACTGGACTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TCGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGATCTTAGCTGCCAGCATTCAGTTN 
GGCACTCTAAGGTGACTNGCCGGTGATAAACCCGGAGGAAGGTGGGGATGACNTCAAATCCATCGATGCC 
CCTTATCGACCTGGGCTACACACSTGCTACAATGGATGGTACAATGGGTTGCGAAGCCGCGATGGTGAAG 
CCAAATCCCATAAAGCGCATTCTCAGTTCNGGATTGCAGGCTGCAANTCGCCTGCGATGAAGCNAGGANT 
TGCTNANTNATCTGTCGGATCNAGCATGCCAGCCGGTGAATACGTTCCCGGGGCCTTGTACACACCGCCC 
GTCACACCACGAGAGTTTNGAACACCCGAAGTCGGTGAATACCTTTGGA 


>gi|265678404|ref|NR_028706.1| Pseudomonas veronii strain CIP 104663 16S ribosomal RNA, complete sequence 
AGAGGTTTGATCCTGGCTCAGATTGAACGC TGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAG 
AAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAA 
CGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCT 
ATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTG 
GTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAA 
GCACTTTAAGTTGGGAGGAAGGGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCA 
CCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA 
AAGCGCGCGTAGGTGGTTAGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAA 
CTGACTGACTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAA 
GGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTA 
GTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTT 
GACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGC 
ACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCA 
TCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGG 
TGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAAT 
CGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCAT 
GACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGAT 


>gi|265678403|ref|NR_028705.1| Enterococcus pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
CGCACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTTTTCTTTCACCGGAGCTTGCTCCA 
CCGAAAGAAAAAGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAAGGGGATAACACT 
TGGAAACAGGTGCTAATACCGTATAACAAGTAAAACCGCATGGTTTTACTTTGAAAGGCGCTTTTGCGTC 
ACTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCATAG 
CCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTA 
GGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGT 
AAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAAAATGTTCATCCCTTGACGGTATCTAACCAGAA 
AGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGG 
CGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTG 
GAAACTGGGAAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATA 
TGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCC 
CTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAG 
GTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTG 
CCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAA 
TCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTCGCGAAGTCGCG 
AGGCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGG 
AATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATA 
GATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|265678402|ref|NR_028704.1| Nocardia cerradoensis strain Y9 16S ribosomal RNA, partial sequence 
GCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTCTGGGATAA 
GCCTGGGAAACTGGGTCTAATACCGGATATGACCACTAATCGCATGGTTGGTGGTGGAAAGATTTATCGG 
TGCGAGATGGGCCCGCGGCCTATCACCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACTGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTACAAGAAGCACCGGCCAACTACGTGCCAC 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTC 
GTCGCGTCGATCGTGAAAACGTGCAGCTCAACTGCACGCTTGCGGTCGATACGGGCGGACTAGAGTACTG 
CAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCACATATCAGGAGGAACACCGGTGGCGAAGG 
CGGGTCTCTGGGCACTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCA 
TTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAAGC 
CGTAGAGATACGGCCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 


ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGCGTTATGGCGGGGACTCG 
CAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAG 
CCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACTAAGTCGT 
AACATGGTAGCCGTACCGGAAGGTGC 


>gi|265678401|ref|NR_028703.1| Salinivibrio costicola subsp. vallismortis strain DV 16S ribosomal RNA, 
partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGGCA 
GTATTGAAGCTTCGGTGGATTTACTGGACGTCGAGCGGCGGACGGGTGAGTAACGGCTGGGAACCTGCCC 
TGACGAGGGGGATAACCGTTGGAAACGACGGCTAATACCGCATAATGTCTACGGACCAAAGGTGGCCTCT 
ACATGTAAGCTATCGCGTTGGGATGGGCCCAGTTAGGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAG 
GCGACGATCCTTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCCATGCCGCGTGTGTGAAGAA 
GGCCTTCGGGTTGTAAAGCACTTTCAGCAGTGAGGAAGGTAGTGTACTTAATACGTGCATTGCTTGACGT 
TAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCT 
CGGAACCGCATTTGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAA 
ATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAAGCGGCCCCCTGGACAAAGACTGACGCTCAGATGCG 
AAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGCT 
GAGGTTTAAGACTTTGGCTTTCGGAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTT 
AAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAA 
GAACCTTACCTACTCTTGACATCCAGAGAATCTTCCAGAGATGGAGGAGTGCCTTCGGGAGCTCTGAGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATCCTTGTTTGCCAGCAAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTG 
GGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAGATACAGAGG 
GCAGCGAGACAGCGATGTTAAGCGAATCCCTTAAAGTTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGA 
CTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTT 
ACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCA 
CCTCCTTA 


>gi|265678400|ref|NR_028702.1| Halomonas campisalis strain 4A 16S ribosomal RNA, partial sequence 
AGAGTTTGATCTTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATG 
GGAGCTTGCTTCCAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGA 
TAACCTGGGGAAACCCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGC 
GCTATCGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTYACCAAGGCGACGATCCGTAG 
CTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGT 
AAAGCACTTTCAGTGGGGAAGAAAGCCTTGGGGY TAATACCCTCGAGGAAGGACATCACCCACAGAAGAA 
GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGC 
GTAAAGCGCGCGTAGGTGGCTTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCG 
GAACTGTCAGGCTATAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCG 
GGAGGAATACCAATGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAACCGTTGGGTCCTTCGCGGAC 
TTTGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCATGGTTAAAACTCAAATGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACC 
CTTGACATCGTGCGAACTTTCCAGAGATGGATGGGTGCCTTCGGGAACGCACAGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCC 
AGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGT 
CATCATGGCCCTTACGGGTAGGGCTACACACGTGCTGCAATGGTCGGTACAAAGGGTTGCCAGCTCGCGA 
GAGTGCGCTAATCCCAGAAAGCCGATCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGA 
ATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGCACACACCGCCCGTATG 


>gi|265678398|ref|NR_028700.1| Kitasatospora cheerisanensis strain YC75 16S ribosomal RNA, partial 
sequence 
TTCTACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGG 
TGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGGAATCTGCCCTGAACTCTGGG 
ACAAGCCTTGGAAACGAGGTCTAATACCGGATACGACCTTCTCCCGCATGGGGTTGGTGGAAAGCTCCGG 
CGTTCAGGATGATCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAG 
CCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGTA 
AACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCC 
TGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTGGAGTGTG 
GTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG 
GCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAACGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCA 
TTAAGTTCCCCGCCTGGGAGTACGGCCGCAACGTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCA 
GCGGACGATGTGGCTTAATTCGACGCAACGCAAGAACCTTACCAAGGCTTGACATACACCGGAAACGCTC 
AGAGATGGGCGCCCCCTTGTGGTCGGTCTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 


TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCGAGTAATGTCGGGGACTCACAG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTTTTGGGC 
TGCACACGTGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGCGGAGCGAATCCCAAAAAGCCG 
GTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCA 
TGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTACACGTCACGAAAGTCGGTAACACCCG 
AACGCGGTGGCCTAACCCGTAAGGGGAGGAGCCGTCGAAGGTGGGACCAGCGTATGGGACGAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTCGAGG 


>gi|265678397|ref|NR_028699.1| Desulfovibrio fructosovorans strain JJ 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTGCGAGAAAGGGGGCTTCGGTCCCTGAGTAGAG 
CGGCGCACGGGTGAGTAACGCGTGGATCATCTGCCCAAATGTTCGGNATAACGGCGGGAAACTGCCGCTA 
ATACCGCATACGCTTCAATTTCGGTTGAAGGAAAGGCGGCCTCTGCTTGGAAGCTGTCGCATTTGGATGA 
GTCCGCGTCCCATTAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCTACGATGGGTAGCTGGTCTGAGAG 
GATGATCAGCCACACTTGAACTGAAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCG 
CAATGGGGGAAACCCTGACGCAGCGACGCCGTGTGAGGGAAGAAGGCTTTCGGGTCGTAAACCTCTGTCG 
GGAAGGAAGAACCTCCCGGGTCCGAATAGGGCTCGGGACTGACGGTACTTCCAAAGGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGNGTAAAGCGCGC 
GTAGGCGGCCTTTTAAGTCGGACGTGAAAGCCCTCGGCTCAACCGGGGAATTGCGTTCGAAACTGGGAGG 
CTTGAGTCCTGGAGAGGGTGGCGGAATTCCGGNTGTAGGAGTGAAATCCGTAGATATCCGGGGGAACACC 
GTTGTCGAAGGGGCCCACCTGGACAGGTACTGACNCTGAGGCGCGAAAGCGTGGGGAGCACACAGGATTA 
GATACCCTGTTAGACCACCCCGTAAACGATGGATACTAGGTGTCGGGGAGCGATCTTCGGTGCCGCAGNT 
AACGCATTAANCATCCCCCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGTATGTGGTTTAATTCGATACAACGCGAAGAACCTTACCTGGGTTTGACATCCCGCG 
AATCCTCCCGAAACGGAGGAGTGCCCTTCGGGGAGCGCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGNCAGCGAGTAATGT 
CGGGCACTCTAGGGAGACCGCCTCGGTCAACGGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGTCC 
TTATGCCCAGGGCTACACACGTACTACAATGGCGGGTACAATGGGCCGCGAGACCNCAAGGTGGAGCCAA 
TCCCAAAAAACCCGTCCCAGTCCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAATCGCTAGTAA 
TCGGAGATCAGCATGCTCCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCACACCACGAAAGT 
CGGTTCTACCCAAAACCGTCAGGCTAACCTTCGGGAGGCAGACGTCTACGGTAGGGCTGATGATTGGGGT 
GAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGGTGGATCACCTCCTTA 


>gi|265678396|ref|NR_028698.1| Campylobacter lanienae strain NCTC 13004 16S ribosomal RNA, partial 
sequence 
AAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGGACAAGTA 
AGAGCTTGCTCTTATGAGTTAGTGGCGCACGGGTGAGTAATGTATAGTTAATCTGCCCTATGCTGGAGGA 
CAACAGTTAGAAATGACTGCTAATACTCCATACTCCTTCTTAACACAAGTTAAGTTGGGAAAGTTTTTTC 
GGCATAGGATGAGACTATATTGTATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGCATAA 
CTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTA 
GGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGACACTTTTCGGAGCGT 
AAACTCCTTTTCTTAGGGAAGAAATTTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTAT 
CAAGTCTTTTGTGAAATCTAATGGCTCAACCATTAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGA 
GAGGCAGATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAGGAATACCCATTGCGAAGGCG 
ATCTGCTAGAACTCAACTGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTATACTAGTTGTTGCTGTGCTAGTCATGGCAGTAATGCACCTAACGGATTAA 
GTATACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGATACGCGAAGAACCTTACCTGGGCTTGATATCCTAAGAACCTCTTAG 
AGATAAGAGGGTGCTAGCTTGCTAGAACTTAGAGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTATTTAGTTGCTAACAGTTTGGCTGAGCACTC 
TAAATATACTGCCTTCGTAAGGAGGAGGAAGGTGTGGACGACGTCAAGTCATCATGGCCCTTATGCCCAG 
GGCGACACACGTGCTACAATGGCATATACAATGAGACGCAATATCGCGAGATGGAGCAAATCTATAAAAT 
ATGTCCCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGCCGGAATCGCTAGTAATCGTAGATCAG 
CCATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACT 
CGAAGTCGGAATGCTAAACTAGCTACCGCCCACAGTGGAATCAGCGACTGGGGTGAAGTCGTAACAA 


>gi|265678395|ref|NR_028697.1| Waddlia chondrophila strain WSU 86/1044 16S ribosomal RNA, complete 
sequence 
GGCTTAGAGTTTGATCCTGGTTCAGATTGAATGCTGGACGGCGTGGATGAGGCATGCAAGTCGAACGAAG 
TGTGCTCTTGAGTGCAACTTAGTGGCGGAAGGGTTAGTAATACATGGGTAATCTACCTTTAACTCTGGGA 
TAACGGTTGGAAAACGACCGCTAATACCGGATATGGTGCTAGAGAGGATCTTTTTAGCATTAAAGTGGGG 
GATTGGGCGACCGACCTTACGGTTAAAGAAGGGCCCACGGGATATCAGCTAGTTGGTGAAGTAAAGGCTC 
ACCAAGGCTAAGACGTCTAGGCGAGTTGAGAGATTGACCGCCAACACTGGGACCGAGACGCTGCCCAGAC 
TCCTACGGGAGGCTGCAGTCAAAAATCTTTCGCAATGGGCGAAAGCCTGACAAACCGACGCCGTGTGAAT 
GAAGAAGGCCCTTGGGTCGTGAATTTCTTTCGCATGGGAACAAGAGAAGGATGCTAATATCATCTGGATT 
TGAGCGTACCTTGTAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCGAGC 
ATTAATCGGATTTATTGGGCGTAAAGGGGGCGTAGGCTGGAATATAATTCAGCCGTGAAATCCCGGGGCT 
CAACCCCGGAACTGCGTTTGAAACTATATTTCTAGAGGCAAGGCGGAGAAAACGGAATTCCCCATGTTGC 
CGGTGAAAATGCGTAGATATTTGGAAAAACACCAGTGGCGAAGGCGGTTTTCTAGCTTTGACCTGACGCT 
GATGCCCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCTAGCCGTAAACGATGCATACT 
TGGTGTAGCCGGACTCAACCCTGGCTGTGCCGTAGCTAACGCGTTAAGTATGCCGCCTGGGGAGTACGCC 
CGCAAGGGTAAAACTCAAAAGAATTGACGGGGACCCGCACAAGCAGTGGGGCATGTGGTTTAATTCGATG 
CAACGCGAAGAACCTTACCTGGGCTTGACATATACATGACGGCTCTAGAGATAGAGTATTCCTTCGGGAC 


ATATATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTATCGTTAGTTGCCAGCATTTAGGATGGGAACTCTAACGAGACTGCCTGGGTTAACCAGGAG 
GAAGGTGAGGATGACGTCAAGTCCGCATGGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGCAGGT 
ACAGAAGGCAGCGAAACCGCGAGGTCAAGCAAATCCTACGAAGCCTGGCCCGGTTCGGATTGGAATCTGC 
AACTCGGCTCCATGAAGTTGGAATTGCTAGTAATGGCGTGTCAGCAATAACGCCGTGAATACGTTCCCGG 
GTCTTGTACACACCGCCCGTCTCATCATGGGAGTTGGTTTCACCCGAAGTCGCTGACTTAACCGCAAGGG 
AAGAGGTGCCGAAGGTGAGGCTGATGACTGGGATGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGG 
CTGGATCACCTCCTTTA 


>gi|265678394|ref|NR_028696.1| Lewinella persicus strain T-3 16S ribosomal RNA, partial sequence 
CAGGCTTAATACATGCAAGTCGAGCGGGAAGGTGGTGTTCGGACTGCTTGAGAGCGGCGCACGGGTGAGT 
AACGCGTACACAATCTACCATATACAGGAGGATAGCCCCCGGAAACTGGGATTAATACTCCATGGCCCCT 
ACTGACCGCATGGTCATAAGGGTAAAGCTCCGGCGGTATATGATGAGTGTGCGTACTATTAGTTAGTTGG 
TGGGGTAACGGCTCACCAAGACGATGATAGTTAGGGGGCGTGAGAGCGTGATCCCCCACACGGGTACTGA 
CATAGAGTCCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGACAATGGGCGCAAGCCTGGTCCAGC 
CATCCCGCGTGCAGGATGACGGCGCTACGCGTCGTAAACTGCTTTTATGTGGGAAGAAACGCCGATATTT 
AATTGGGCTTGGAGTTTATTACAAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCAAGAGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGTGGACTAGTAAGTCAGAGGTGAAA 
TCCCGTCGCTTAACGACGGAACTGCCTTTGATACTGCTTGTCTTGAATCAGGTTGAGGTATGCGGAATGT 
GGCATGTAGCGATGAAATGCGTAGATATGCCATAGAACACCGATTGCGAAGGCAGCATACTGGCCCTGTA 
TTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA 
TGCTTACTCGATATTCGGATCATAGGAGTGAGTGTCCAAGGGAAACCGTTAAGTAAACCACCTGGGGAGT 
ACGTTCGCAAGAATTNAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGTATGTGGTTTACTT 
CGATGATACGCGAGGAACCTTACCTGGGCTCGAATGGCACCGGACAGCCCCTTAAAGGGGGTCTTTCTTC 
GGAACTGGTGTTCAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCA 
ACGACGGCAACCCCTATTCTTAGTTGCCAGCACGTAATTGTGGGGACTCTAAGGAGACTGCCGGCGTAAG 
CCGTGAGGAAGGTGGGGACGACGTCAAGTCATGATGGCCTTTATGCCCAGGGCTACACACGTGCTACAAT 
GGTGCATACAGAGGGCAGCGAAGCTGCGAGGTGAAGCGAATCTCAGAAAGTGCATCTCAGTTCGGATCGG 
AGTCTGGAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACG 
TTCCCGGACCTTGTACACACCGCCCGTCAAACCATGGAAGCTGGGGGTGCCTGAAGACGGTGACCATAGA 
AGGATGTCTAGGGTAAAAT 


>gi|265678393|ref|NR_028695.1| Lewinella nigricans strain SS-2 16S ribosomal RNA, partial sequence 
AACGCTAGCGGCAGGCTTAATACATGCAAGTCGAGCGAGAATTCCGATTTCGAGGAGCGGCAAACGGGTC 
GGTAACGGGTACGTAACGCGTCACGCAATTTGGCATAGTAGTGCGAAATAGCGATTAATACCGCATGGTT 
AGTGGACCTGGCATGCTGCTAACACTAAAGCTTCGGCGCTCAGGGATAAGCGTGCGTCCCATTAGCTAGT 
TGGTGAGGTAACGGCTCACCAAGGCGATGATGGGTAGAGGAGCTGAGAGCGTGACCCCCCACAGGGGTAC 
TGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGGCAATGGACGGAAGTCTGATCC 
AGCCATCCCGCGTGCAGGATGACGGCGCTACGCGTTGTAAACTGCTTTTATGTGGGAAGAAACGCCTGAA 
TTTATTTGGGCCTGACGGTACTGTAAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGCGGCTAAATAAGTCAGAAGTGA 
AAGCTGCGGGCTTAACCGTAGAATTGCTTTGGATACTGTATAGCTTGAATTAGGTTGAGGTTGGCGGAAT 
GTGACATGTAGCGATGAAATGCATAGATATGTCATAGAACACCAATTGCGAAGGCAGCTGACTAGACCTT 
ANTTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAAC 
GATGCTTACTCGACATTCGCCCCCCTGAGTGAGTGTCCAAGGGAAACCCTTAAGTAAGCCACCTGGGGAG 
TACGTTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGATGATACCCGAGGAACCTTACCTGGGCTCGAATGGCTTCGGACCGACTATGAAAGTAGTCTTTACCT 
TCGGGACTGAAGTACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTATTCTTAGTTGCTAGCAGGTTAAGGTGAGGACTCTAAGGAGACTGCCGGCGTA 
AGCCGTGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCTTTATGCCCAGGGCTACACACGTGCTACA 
ATGGTGCATACAGAGGGTTGCTAAGCCGCGAGGTGGAGCTAATCCCAGAAAGTGCATCCCAGTTCGGATT 
GGAGTCTGGAACTCGACTCCATGAAGGTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATA 
CGTTCCCGGACCTTGCACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGACGGTGACCATA 
GGAGGCTATCTAGGGTAAANCTTAGTANCTAGGGNTAA 


>gi|265678392|ref|NR_028694.1| Herpetosiphon geysericola strain GC-42 16S ribosomal RNA, partial sequence 
TAATGCATGCAAGTCGAGCGCATTCTCCGGAATGAGTGGCGCACGGC TGAGGAACACGTGACTAACCTAC 
CCCGGTGTGGGGGATAACGGGTCGAAAGACTCGCTAATCCCGCATACGATTCACTTCGGTAAGAAAGTCG 
CAAGGCGCACTGGGCGGGGGTCGCGTCCCATTAGGTGATTGGTGTAGTAATGGCGCACCAAGCCGATGAT 
GGGTCTCTGGTCTGAGAGGACGACCAGACAGATTGGGACTGAGACACGGCCCAAACTCCTACGGGGGGCA 
GCAACAAGGAATTTTCGNCAATGGACGCAAGCCTGACCGAGCAAGGGCGCGTGGAGGATGACGGCTCTTG 
GGTTGTAAACTCCTTTTGGGGGGGACGATAATGACGGTACCCTCCGAATCAGGCCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGGCCAAGCGTTGTCCGGAATTACTGGGCGTAAAGCGTGGGTAGGTGG 
TCGATGATGTGCCGCGTGAAAGCGCCGGAGTAATGCCGGCGAGGTCGCGGTAGACACATTGACTAGAGGC 
TCGCAGAGGAACGTGGAATTCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGC 
AAGCGGCGTTCTGGGCGAGACCTGACACTGAGCCACGACGGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCAGTAAACGATGCATACCAGGTGTGGGATGGCGTTTCGCGTCGTTCCGTGCCGCAGCTT 
ACGCGATCAGTATGCCGCCTGGGGAC TACGAGCGCAAGCTTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCAGCGGAGCGTGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTAGTCTTGACATAGCACTG 
CAAGCTTCGGAAATGAAGTCGCCTTCGAGGGTGTGCTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGAGGTGTTACAAGTGTCACCTCAGACTG 
CCGTTGTCAGCAACGGAGGAAGGCGGGGATGACGTCAAGTCCGCATGGCCCTTACGACTAGGGCGACACA 
CACGCTACAATGGCTGGGAGAATGCGCCGCGACCAGGTAACTGGCAGCGAATCGAGAACACCAGTCACAG 


TTCAGATTGGGGGCTGCAACTCGCCCCCATGAAGGCGGAGTTGCTAGTAATCGCCGGTCAGCCATACGGC 
GGTGAATCAGTACCCGGGCCTTGTTCACACCGCCCGTCACGTCATGGAAGTGGGAAACACCTGAAGTCCG 
TGGGCTAACCGCAAGGAGGCAGCGGCCGAGGGTGGGGCTCGTTACTGGGACGAAGTCGCTTTCAAGGTAG 


>gi|265678391|ref|NR_028693.1| Lewinella cohaerens strain II-2 16S ribosomal RNA, partial sequence 
AACGCTAGCGGCAGGCTTAATACATGCAAGTCGAGCGAGAAGCTTACCTTCGGGGAGCGGGCGAGCGGTC 
GGTAACGGGTACGTAACGCGTCACACAATCTAGCATATAGGAGGGAAATAGCCATTAATGCTCCATAGTN 
ATTACACTTGGCATGCAAGGTGTATTAAAGCTCCGGCGTCTATGAGATGAGTGTGCGTTACATTAGCTAG 
TTGGTAAGGTAACGGCTTACCAAGGATATGATAGTTAGGGGGTGTGAGAGCGTGACCCCCCACACGGGTA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGGCAATGGGCGGAAGTCTGATC 
CAGCCATCCCGCGTGGAGGATGACTGCCCTATGGGTTGTAAACTCCTTTTATTTGGGAAGAAACGCCTGG 
ATTTATCCGGGCCTGACGGTATCTTATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGTGGTTTAGTAAGTCAGATGTG 
AAAGCCCGGCGCTTAACGTCGGAATTGCTTTGCATACTGTGAAACTTGAATCAGGTTGAGGTGGGCGGAA 
TGTGGCATGTAGCGATGAAATGCATAGATATGCCATAGAACACCAATTGCGAAGGCAGCTCACTGGCCCT 
GAATTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAA 
CGATGCTTACTCGATATTCGCTCGTAGAGTGAGTGTCCAAGGGAAACCCTTAAGTATGCCACCTGGGGAG 
TACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGTCCGGACAAGCGGTGGAGCATGTGGTTTAAT 
TCGATGATACGCGAGGAACCTTACCTGGGCTCTAATGGCGCGTGACCGATCCTGAAAGGGATTTTNCTGT 
TCGGAGCACAAACAAGGTGCTGCATGGCTGTCGTCACCTCGTGCCCTGAGGTGTTGGGTTAAGTCCCGCA 
ACGACGGCAACCCCTATTCCTAGTTGCCAGCACCTAATGGTGGGGACTCTAGGGAGACTGCCGGCGTAAG 
CCGTGAGGAAGGTGGGGAGCACGTCAAGTCATCATGGCCTTTATGCCCAGGGCTACACACGTGCTACAAT 
GGCGTATACAGAGGGTAGCGAAGCCGCGAGGTGGAGCGAATCCCATAAAGTACGTCCCAGTTCGGATTGG 
AGTCTGGAACTCGACTCCATGAAGGCGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGATGAATACG 
TTCCCCGACCTTCTACACACCGCCCGTCAAGACATGGAAGCTGGGGGTGCCTGAAGACGGTGACCATAGG 
AGGACTGCTAGGGTAAAA 


>gi|265678390|ref|NR_028692.1| Sulfurospirillum barnesii strain SES-3 16S ribosomal RNA, partial sequence 
TTGAGTTTGATCCTGGCTCAGAGTGACCGTGGGCGGCGGTGCTTAACACATGCAAGTCGAACGGATAAAA 
TAAGCTTGCTTATTTTGTTAGTGGCGCACGGGTGAGTAATGTATAGCTAACCTGCCCTTTAGTGGGGGAC 
AACAGTTGGAAACGACTGCTAATACCCCATACTCCTTCTTACTATAAGGTAAGTTGGGAAAGATTTATCG 
CTAAAGGATGGGGCTTTATTGTATCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTATGACGCATACC 
TGGTCTGAGAGGATGATCAGGCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGCGAGCAGTGG 
GGAATATTGCACAATGGAGGAAACTCTGATCGACGAACCCGCGGTGGAGGATGACGCATTTCGGTGTGTA 
AACTCCTTTTATAAGGGAAGATAATGACGGTACCTTATGAATAAGCACCGGCTAACTCCGTGCCAGCAGC 
CGCGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGGTCGTAAAGGATGCGTAGGCTGTAATAT 
AAGTCAGGAGTGAAATCCAACGGGCTCAACCGTTGAACTGCTCTTGAAACTGTTTTACTAGAATATGGGA 
GAGGTAGATGGAATTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAGGAATACCGATTGCGAAGGCG 
ATCTACTGGAACATTATTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGCACACTAGTTGTTGCGATGCTAGTCATTGCAGTAATGCACTTAACAGATTAA 
GTGTGCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCGCAATCGGTGGA 
GCATGTGGTTTAATTCGAAGATACACGAAGAACCTTACCTGGCCTTGATATCCTAAGAATCCTGTAGAGA 
TATCGGGAGTGCTAGTTTACTAGAACTTAGAGACAGGTGCTGGCCACGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCGCAACGAGCGCAACCCTCGTGTTTAGTTGCTAACAGTTTGGCTGAGCACTCT 
AAACAGACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGCCCTTATGGCCAGGG 
CTACACACGTGCTACAATGGCTAGGACAAAGAGACGCGATACTGCGAAGTGGAGCAAATCTTAAAACCTA 
GTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCTGGAATCGCTAGTAATCGTAGATCAGAT 
ATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGAATTCACCCG 
AAGCCGAATACTAAACTAGTTACCGACCACGGTGGGTTCAGCGACTGGGGTGAAGTCGTAACAAGGTAAC 
Cc 


>gi|265678389|ref|NR_028691.1| Entomoplasma freundtii strain BARC318 16S ribosomal RNA, complete sequence 
TGGAGAGTTTGATCCTGGCTCAGGATAAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTG 
CTTGCACCCCAGTGGCGAACGGGTGAGTAACACGTATTCAATCTACCTTAAAGTGGGGGATAACCTTTGG 
AAACGAAGGATAATACCGCATGACAACTTCATTATGGCATCAGAAGAAGTTGAAAGATCCGTTTGGATCG 
CTTTAAGATGAGGATGCGGCGTATTAGCTAGTAGGTGAGATAATAGCCCACCTAGGCAATGATACGTAGC 
CGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTA 
AAGCTCTGTTGTAAGGGAAGAAAATTTGGAAGAGGAAATGCTTTCGAACTTGACGGTACCTTACCAGAAA 
GCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGC 
GTATAGGGTGCGTAGGCGGTTTTGTAAGTTCAGGGTTAAAGTCCGAGGCTCAACCTCGGTTCGCCTTGAA 
AACTACATCACTAGAATGCAAGAGAGGTAAACGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATG 
GAAGAACACCTGTGGCGAAAGCGGTTTACTGGCTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCA 
AATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTATTAAGTGTCGGGGGTTTACCTCGGT 
GCTGCAGCTAACGCATTAAATACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGAC 
GGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGA 
CATCCAGTGCAAAGCTACAGAGATGTAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAG 
TTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTAAG 
TTGAGGACTCTAACGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGTCCTGGGCTACACACGTGCTACAATGGCCGATACAAAGAGTCGCAATCCAGTGATGGGGAGCTAA 
TCTCAAAAAGTCGGTCTCAGTTCGGATTGAAGGCTGCAACTCGCCTTCATGAAGCCGGAATCACTAGTAA 
TCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAG 
TTGGTAATACCAGAAGTAGGTAGCTTAACCGTAAGGGGAGCGCTTCCCAAGGTAGGATTAGCGATTGGGG 


TGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|265678388|ref|NR_028690.1| Treponema socranskii subsp. socranskii strain D56BRIII6 16S ribosomal RNA, 
partial sequence 
AAAATAATGATGGAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGCGTCTTAACCATGCAAGTCG 
AGCGGCAGGCAGCAATGCCGAGAGCGGCGGACTGGTGAGTAACACGTGGATAACGTACCCCGATGTCCGG 
GACAGCCTGTAGAAATAGAGGGTAATACCGGATAGATCACTGTTTACGTGAGGTAGACAGCGGGAAAGGA 
GCTTCGGCTCCGCGACGGGATCGGTCTGCGGCCCATCAGCTGGACGGCGGGGTAAAGGCCCGCCGTGGCG 
AGGACGGGTATCCGGCCTGAGAGGGCGGACGGACACATTGGGACTGAGATACGGCCCAGACTCCTACGGG 
AGGCAGCAGGTAAGAATATTCCGCAATGGGGGGAACCCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC 
CGGAAGGTTGTAAAGTTCTTTTCTGTCCGAGGAATAAGTTTTGGAGGAAATGCCGGGACGGTGACGGTAG 
GGCAGGAATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGG 
AATTATTGGGCGTAAAGGGCATGCAGGCGGGTCGCCAAGCTTGGTAAGAAATACCGGGGCTCAACTCCGG 
AGCTATATTGAGAACTGGCGAGCTAGAGTTGCCGAAGGGTATCCGGAATTCCGCGTGAAGGGGTGAAATC 
TGTAGATATGCGGAAGAACACCGATGGCGAAGGCAGGATACCGGCGGACGACTGACGCTGAGGTGCGAAG 
GTGCGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTCAACGATGTACACTGGGCGTGTGCG 
CAAGAGCGTGCGTGCCGAAGCAAACGCGATAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGGTACGCGAGGAACCT 
TACCTGGGTTTGACATCAAGAGGGATCATATAGAGATATGTGAGCGTAGCAATACGGCTCTTGACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTG 
CCGGTTACTAACAGGTAGCGCTGAGGACTCAGGCGGAACTGCCTGCGACAAGCAGGAGGAAGGCGGGGAC 
GACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGCCACAGAGCGGGGC 
GAAGCCGAGAGGCGGAGCAGAACGCAGAAAAGCGGTCGTAGTCCGGATTGAAGTCTGAAACTCGACTTCA 
TGAAGCTGGAATCGCTAGTAACCGCACATCAGCACGGCGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATCCGAGCAGGGGGTACCCGAAGCCGGCAGTCCAACCGCAAGGGGGACGCTGTCGAA 
GGTACGCTTTGTGAGGGGGGTGAAGTCGTAACAAGGTAGTCGTACCGGAAGGAGGTG 


>gi|265678387|ref|NR_028689.1| Acholeplasma vituli strain FC 097-2 16S ribosomal RNA, complete sequence 
AGAGTTTGATCCTTGGTTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACTAGCA 
ATAGTGAGTGGCGAACGGGTGAGTAACACGTAGGTAACTTACCTCTAAGACGAGGATAACGACTGGAAAC 
GGTCGCTAAAACTGGATAGGATCTTTGGAGGCATCTCTGGAGATTTAAAGGGGCTTTACAGCCACACTTA 
GAGAAAGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAGAGGCCTACCAAGGCGATGATGCGTAGCCGGA 
CTGAGAGGTCGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAA 
TTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAATGAAGAAGTATTTCGGTATGTAAAGT 
TCTTTTATTGAGGAAGAATGTCTAGGTTAGGAAATGAACTTAGAGTGACGGTACTCAATGAATAAGCCCC 
GGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAA 
GGGTGCGTAGGCGGCTTGTTAAGTCTAAGGTGTAAGTGCAGAGCTCAACTCTGTGATGCTTTAGAAACTG 
GTGAGCTAGAGATAGATAGAGGCAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGA 
ACACCAGTGGCGAAGGCGGCTTGCTGGGTCTATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTTGGGGGAACCCAGTGCTGTAGT 
TAACATATTAAGTACTCCGCCTGAGTAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGACCCC 
GCACAAGCGGTGGATGATGTTGTTTAATTCGAAGATACGCGAAAAACCTTACCAGGTCTTGACATACTCT 
GCAAAGCTATAGAGATATAGTGGAGGTTAACAGATGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGCTAGTTACCATCATTCAGTTGGGGAC 
TCTAGCGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGAC 
CTGGGCTACAAACGTCATACAATGGCTGAAACAAAGAGAAGCRAAGCAGTGATGTGGAGCAAAACTCATA 
AAAGCAGTCTCAGTTCAGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGCAGA 
TCAGCATGCTGCGGTGAATACGTTCTCGGGGTTTGTACACACCGCCCGTCAAACCACGAAAGTTGATAAT 
ACCCAACGCCGGTGGCCTAACCGCAAGGAGGGAGCCGTCTAAGGTAGGATCAATGATTGGGGTTAAGTCG 
TAACAAGGTATCCCTACGGGAACGGATGCGGCTGGATCACCTCCTTG 


>gi|265678386|ref|NR_028688.1| Citrobacter murliniae strain CDC 2970-59 16S ribosomal RNA, partial 
sequence 
TAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACA 
GAGGAGCTTGCTCCTTGGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGG 
GGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCT 
CTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCC 
TAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGT 
TGTAAAGTACTTTCAGCGAGGAGGAAGGTGTTGAGGTTAATAACCTCAGCAATTGACGTTACTCGCAGAA 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAT 
CCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGA 
TCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAG 
GCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCT 
ACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTT 
GCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCG 
CGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTC 
GGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 


CACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGA 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATCACC 


>gi|265678385|ref|NR_028687.1| Citrobacter braakii strain 167 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACA 
GAGGAGCTTGCTCCTTGGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGG 
GGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCT 
CTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCC 
TAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGT 
TGTAAAGTACTTTCAGCGAGGAGGAAGGTATTGTGGTTAATAACCGCAGTGATTGACGTTACTCGCAGAA 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAT 
CCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGA 
TCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAG 
GCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCT 
ACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTT 
GCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCG 
CGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTC 
GGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGA 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGGAACCTGCGGCTGGATCAC 


>gi|265678384|ref|NR_028686.1| Citrobacter sedlakii strain I-75 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGG 
AAGCAGCTTGCTGCTTCGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGGTGGAGGG 
GGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCT 
CTTGCCACCGGATGTGCCCAGATGGGATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCC 
TAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGT 
TGTAAAGTACTTTCAGCGGGGAGGAAGGGRT TGTGGTTAATAACCACAGTCATTGACGTTACCCGCAGAA 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAT 
TCGAAACTGGCAGGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGA 
TCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGCTGTGCCCTTGAG 
GCGTGGCTTCCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCT 
GGTCTTGACATCCACGGAAGACTGCAGAGATGTGGTTGTGCCTTCGGGAACCGTGAGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTT 
GCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCG 
CGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTC 
GGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGA 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGGGAACCTGCGG 


>gi|265678383|ref|NR_028685.1| Citrobacter rodentium strain DO 14784 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGA 
AGCAGCTTGCTGCTTCGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGGTGGAGGGG 
GATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTC 
TTGCCACCGGATGTGCCCAGATGGGATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCCT 
AGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTT 
GTAAAGTACTTTCAGCGGGGAGGAAGGGATTGTGGTTAATAACCGCAGTCATTGACGTTACCCGCAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATT 
CGAAACTGGCAGGCTTGAGTCTCGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGAT 
CTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGCCCCTGAGG 
CGTGGCTTCCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTG 
GTCTTGACATCCAGAGAACTCTCCAGAGATGGGTTGGTGCCTTCGGGARCTCTGAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTG 
CCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAA 
GTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGC 
GAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCG 
GAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTCCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTCCGGGAGGGCGCTTACCACTTTGTGAT 


TCATGATTGGGGTGAAGTCTACAAGG 


>gi|265678382|ref|NR_028684.1| Syntrophomonas sapovorans strain OM 16S ribosomal RNA, complete sequence 
GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGATTATTAAT 
GAAGCTTGCGATTTAATAATCTTAGTGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCATAAGCGGG 
GGATAACAGTTGGAAACGACTGCTAATACCGCATAAGCTATTGAGGTCGCATGACCTAAATAGTAAAGGT 
GGCGAAAGCTATCACTTATGGATGGGCCCGCGTCTGATTAGCTAGTTGGTGGGATAGCAGCCTACCAAGG 
CAACGATCAGTAGCCGGCCTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTTGCGCAATGGGGGAAACCTCGACGCAGCGACGCCGCGTGAGCGAAGAA 
GGCCTTAGGGTCGTAAAGCTCTGTTGTAAGGGACGAATGTTTATCTGGCGAACAGTCAGATAAAGTGACG 
GTACCTTACCAGCAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGT 
CCGGAATTACTGGGCGTAAAGAGCACGTAGGCGGGTAATTAAGTCAGATGTGAAAGACCGGGGCCCAACC 
TCGGGGTTGCATCTGAAACTGGTTATCTTGAGGGCAGGAGAGGAAAGTGGAATTCCTGGTGTAGCGGTGA 
AATGCGTAGAAATCAGGAGGAATACCAGTGGCGAAGGCGGCTTTCTGGACTGACCCTGACGCTGAGGTCG 
AAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTGG 
GAGGTATCGACCCCTTCCGTGCCGGAGCTAACGCAATAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGC 
TGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGA 
AGAACCTTACCAGGTCTTGACATCCAGAGAACCCTGTGGAAACACGGGGGTGCCCTCGGGAGCTCTGAGC 
AGGTGGTGCATGTTNGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGCTATTAGTTGCTAACAGTTAAGCTGAGCACTCTAATGGGACCGCCCGTGACAAGCGGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCTTTATGATCTGGGCTACACACGTGCTACAATGGATGGTACAGAGAG 
CAGCGAAGCTGTGAAGTGGAGCGAATCTCAAAAAGCCATTCTCAGTTCGGATTGTAGTCTGCAACTCGAC 
TACATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAAAGTCGGCAACACCCGAAGCCGGTGACTCAACTAGCAATAGAGAGAGCC 
GTCGAAGGTGGGGTTGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTAA 


>gi|265678381|ref|NR_028683.1| Acidaminobacter hydrogenoformans strain glu 65 16S ribosomal RNA, partial 
sequence 
GATGACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGCGATTAGTTGGAACGGCGACTTCGGTCAAA 
GGGAAGACTATGAAAGCGGCGGACGGGTGAGTAACGCGTGAGCAACCTGCCCTGTACAGGGGGATAGCCA 
CTGGAAACGGTGATTAATACCCCATAACCCCATTGGATCGCATGGTCTGATGGGCAAAGCCTTGGCGGTA 
CAGGATGGGCTCGCGTCTGATTAGCTAGTTGGTGAGGTAAYGGCTCACCAAGGCTTCGATCAGTAGCCGA 
CCTGAGAGGGTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAA 
CTCTGTCCTAAGGGAAGAAGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCTGATCAA 
GCCAGGGGTGAAAGGCTGTGGCTTAACCATGGTAAGCCTTTGGAACTGGTCAGCTTGAGTGCAGGAGAGG 
AAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCCGTGGCGAAGGCGGCTT 
TCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCTGTAAACGATGAATACTAGGTGTCGGGGGTCAAAGCCCGGTGCCGCAGCTAACGCATTAAGTATTCC 
GCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACTGGCGCTTAGCAGY 
GCAGTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCACATAATGGTGGGCACTCTAGAGGGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCTACACA 
CGTGCTACAATGGCCGGTACAACGAGAAGCGAAACCGCGAGGTGAAGCAAATCTTACAAAGCCGGTCCCA 
GTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCACGGATCAGCATGCCGT 
GGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGGACCCGAAGCCAG 
TGATCCAACCGTAAGGAGGAAGCTGTCGAAGGTAAAACCAATGACTGGGGTGAAGTCGTAACAAGGTA 


>gi|265678380|ref|NR_028682.1| Granulicatella elegans strain B1333 16S ribosomal RNA, complete sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGAGCGACC 
GATGCTTGCACTGGTCAATCTAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAGGGGG 
ATAACATTCGGAAACGGATGCTAAAACCGCATAGGTTCTTTAGTCGCATGACTGAAGAAGGAAAAGAGGC 
TTCGGCTTCTGCTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCG 
TGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGA 
GGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGAT 
TTCGGTTCGTAAAACTCTGTTGTTAGAGAAGAACAGCGCATAGAGTAACTGTTATGCGTGTGACGGTATC 
TAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGA 
TTTATTGGGCGTAAAGCGAGCGCAGGCGGTCAATTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGA 
GGGTCATTGGAAACTGGTTGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGC 
GTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAG 
CGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGG 
GTTTCCGCCCTTCAGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAA 
ACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAACCAACGCGAAGAA 
CCTTACCAAGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCATTCCCTTCGGGGACAAAGAGACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
TACTAGTTGCCAGCATTGAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGC 
GAACTCGCGAGGGTAAGCGAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACA 
TGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACAC 
CGCCCGTCACACCACGAGAGTTTGTAACACCCAAAGTCGGTGAGGTAACCTTACGGAGCCAGCCGCCTAA 
GGTTGGGATAGATTGATTGGGGTTGAAATTCGTTAACAAGGTTAGCCCTTATCGGAAAGGTTGCGGGC 


>gi|265678379|ref|NR_028681.1| Thiomicrospira kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 
GCTCAGAATGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGAAGAAAGCTTGCTTTC 
TTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCCTTTAGTTGGGGACAACATATGGAA 
ACGTATGCTAATACCGAATGTGATCTACGGATTAAAGGTGCCCTCTCCTTGGAAGGTATCGCTAAAGGAT 
GAGCCCAAGTTAGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTATAGCTGGTTTGAG 
AGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGAGGGAAACCTTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAGCACTTT 
CAATTGTGAGGAAAGCTAAGTAGCTAATAACTGCTTAGTGTGACGTTAGCATTAGAAGAAGCACCGGCTA 
ACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCG 
CGTAGGCGGACTGTTAAGTCGGTTGTGAAAGCCCTGGGCTCAACCTAGGAATTGCATCCGATACTGGCAA 
TCTAGAGTTTAAGAGAGGGAAGGGGAATTCCAGGTGTAGCAGTGAAATGCGTAGATATCTGGAGGAACAT 
CAGTGGCGAAGGCGCCTTCCTGGCTTAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACGGGATT 
AGATACCCCGGTAGTCCACGCCGTAAACGATGTCAACTAGCTGTTGGTCTTATTAAAAAGATTAGTAGCG 
TAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATG 
TAGAGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACTCTAACACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTTAG 
TTGAGAACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCC 
CTTATGGGATGGGCTACACACGTGCTACAATGGGGGGTACAAAGAGCAGCCAACTGGCGACAGTGCGCAA 
ATCTCAGAAAACCCTTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTA 
ATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCAAAAGAAGTAGGTAGTCTAACCTCTGGGAGGGCGCTTACCACTTTGTGATC 


>gi|265678378|ref|NR_028680.1| Thiomicrospira chilensis strain Ch-1 16S ribosomal RNA, partial sequence 
GGCTCAGAATGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGGACGGAAACGATAGATTAGCTTGCTA 
TTCTAGGCGTCGAGTGGCGGACGGGTGAGTAACGCGTGGGAATCTACCCTATAGTTGGGGACAACATATG 
GAAACGTATGCTAATACCGAATATGCTCTACGGAGTAAAGGAGCCCTCTTCTTGAAAGGTTTCGCTATAG 
GATGAGCCCGCGTAGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCAACGATCCTTAGCTGGTTT 
GAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGAGCGAAAGCTTGATGCAGCCATACCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAGCAC 
TTTCAATTGGGAGGAAGATAGAGTAGTTAATACCTGCTTTATTTGACGTTACCTTTAGAAGAAGCACCGG 
CTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGC 
GCGCGTAGGCGGATTAGTAAGTCAGTTGTGAAAGCCCTGGGCTCAACCTAGGAACTGCATCTGATACTGC 
TAGTCTAGAGTTTAGTAGAGGGAAGGGGAATTCCAGGTGTAGCAGTGAAATGCGTAGATATCTGGAGGAA 
CATCAGTGGCGAAGGCGCCTTCCTGGACTAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACGGG 
ATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTGGCCTTATTAAAAAGGTTAGTA 
ACAAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGAC 
ATCCTGCGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACGCAGTGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCTACCATT 
TAGTTGAGAACTCTAAAGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGGCGACGTCAAGTCATCATG 
GCCCTTATGGGATGGGCTACACACGTGCTACAATGGGGGGTACAAAGAGCAGCCAACTGGCAACAGTGCG 
CGAATCTCAAAAAACCCTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGTGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGCTGCAAAAGAAGTGGCTAGTCTAACCTTCGGGAGGACGGTCACCACTTTGTGGTTCATACTGG 


>gi|265678377|ref|NR_028679.1| Thiomicrospira frisia strain JB-A2 16S ribosomal RNA, partial sequence 
TGCTCAGAATGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGGACGGAAACGATAAAAAAACTTGTTT 
TTTTAGGCGTCGAGTGGCGGACGGGTGAGTAACGCGTGGGAATCTACCCTATAGTTGGGGACAACATGTG 
GAAACGCATGCTAATACCGAATATGCTCTACGGAGTAAAGGTGCCCTCTCCTTGGAAGGTATCGCTATAG 
GATGAGCCCGCGTGAGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCTCTAGCTGGTTT 
GAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGAGCGAAAGCTTGATGCAGCCATACCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAGCAC 
TTTCAATTGTGAGGAAGGTTCAGTAGTTAATACCTGCTGTTCTTGACGTTAACTTTAGAAGAAGCACCGG 
CTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGC 
GCGCGTAGGCGGATTATTAAGTCAGTTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATCTGATACTGG 
TAGTCTAGAGTTTAAGAGAGGGAAGTGGAATTCCAGGTGTAGCAGTGAAATGCGTAGATATCTGGAGGAA 
CATCAGTGGCGAAGGCGACTTCCTGGCTTAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACGGG 
ATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTGGTCTTATTAAAAAGATTAGTA 
ACGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGAC 
ATACCAAGAAGTTACTAGAGATAGTTTCGTGCCTTCGGGAGCTTGGATACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATT 
TAGTTGAGAACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATG 
GCCCTTATGGGATGGGCTACACACGTGCTACAATGGGGGGTACAAAGAGCAGCCAACTGGCAACAGTGCG 
CGAATCTCAAAAAACCCTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGATTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGGTTCA 


>gi|265678376|ref|NR_028678.1| Azovibrio restrictus strain S5b2 16S ribosomal RNA, partial sequence 
AACTGAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCA 
GCGGGGGTGCTTGCACCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCAGTCGTGG 


GGGATAACGCAGCGAAAGCTGTGCTAATACCGCATACGTCCTGAGGGAGAAAGCAGGGGATCTTCGGACC 
TTGTGCGATTGGAGCGGCCGATGTCAGATTAGCTAGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCT 
GTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGG 
TTGTAAAGCTCTTTCGGCCGGGAAGAAATCGTGCAGGCTAATACCCTGTATGGATGACGGTACCGGAATA 
AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAACTGCG 
CTTGTGACTGCAAGACTAGAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAG 
ATGTGGAGGAACACCAATGGCGAAGGCAGCCCCCTGGGTCGATACTGACGCTCATGCACGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGTAGGGTAAA 
ACCTATTAGTAACGGAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
AGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTAC 
CTACCCTTGACATGTCCAGAAGCCTTGAGAGATTGAGGTGTGCCTTCGGGAACTGGAACACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAG 
TTGCCATCATTTAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCC 
GCGAGGTGGAGCTAATCTCAGAAAGCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGT 
CGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCNGGTCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTCCACCAGAAGTAGGTAGCCTAACCGTAAGGGGGGCGCTTACCACGGTG 


>gi|265678375|ref|NR_028677.1| Kluyvera ascorbata strain ATCC 33433 16S ribosomal RNA, partial sequence 
CACATGCAAGTCGAAGCGGTAGCACAGAGAGCTTGCTCTTGGGTGACGAGTGGCGGACGGGTGAGTAATG 
TCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGA 
CCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGTGCCCAGATGGGATTAGCTAGTTGGTGAGGTA 
ATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGG 
TCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCG 
CGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCGTTGTGGTTAATAACCG 
CAGCGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCC 
CCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAG 
GTGTAGCGGTGAAATCCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTG 
ACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGT 
CTATTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAATAGACCGCCTGGGGAGTA 
CGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCG 
GGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAAC 
TGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGG 
CATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAG 
TCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTC 
GGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCA 


>gi|265678374|ref|NR_028676.1| Pseudoalteromonas peptidolytica strain F12-50-Al 16S ribosomal RNA, 
partial sequence 
TTNNTGANCCTGGNTCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGAC 
GAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACCATTGGAAACGATGGC 
TAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATT 
AGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAACC 
TGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGT 
TAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAA 
GCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAG 
GGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCC 
ACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGTCTACTAGGAGCTGGGGTCTTCGGACAACTTTTCCAAAGCTAACGCATTAAGTAG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGAT 
GTTTGGTGCCTTCGGGAGTTTGATACAGGTGCTGCATGGCTGTTGTCAGCTCGTGTTGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCGATTCGGTCGGGAATCTAAGGAGACTG 
CCGGTGATAAACCGGAGGAAGGTGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACG 
TGCTACAATGGCAGGTACAGAGAGCAGCGAGCTAGCGATAGTGAGCGAATCCCTTAAAGCCTGTCGTAGT 
CCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGG 
TGAATACGTTCCCGGGCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTGGATAG 
TCTAACCTTCGGGGGACGTTGACCACGGAGTGAATCATGNCTGGGGAA 


>gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus strain 1480D 16S ribosomal RNA, partial sequence 
AATGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGAA 
AGGGTCTTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGTAAGATGGGATAACTACCGGGA 
AACCGTAGCTAATACCGGATAGCTGGTTTCGGTTCCATGCCGGAATCATCAAACACGGCGCAACCTGTGG 
CTTAAGTGTGCGTGCGGCGCATTAGCTAGTTGGTGGCGTAATGGCCACCAAGGCGACGATGTGTAGCCGA 
CCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGTAGGCAGCAGTAGGGA 


ATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAG 
CTCTGTTGCCAGGGAAGAAGTCGTGGAGAGTAACTGCTCTGCGAATGACGGTACCTGAGAAGAAAGCCCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAA 
GCGCGCGCAGGCGGTCTTTTAAGTCTGGTGTTTAAGCCCGGGGCTCAACCCCCGGTTCGCACCGGAAACT 
GGAAGACTTGAGTGCAGGAGAGGAAAGGGAATTCCGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAAC 
ACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGAGGGTTTCCGATACCCTTGGT 
GCCGAAGCAAACACAATAAGCACTCCGCCTGGGAGTACGTCGCAAGATAAACTTAAAGGAATTGACGGGG 
ACCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
CTCTGAAAGCCCTAGAGATAGGGCCCTCCTTCGGGACAGAGGTGACAGGTGGTTCATGGTTGTCGTCATC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACTTAGTGCCAGCATTGAGTTG 
GGCACTCTAGAGTGACTGCCGGTGACAAACCGGAGAAAGTTGGGGATGACGTCAGATCATCATGCCCCTT 
ATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGTTGCGAGATGGAGCGAATC 
CTTAGAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAATCGGAATTGCTAGTAAGCG 
CGGATCAGCATGCCGCGGTGAATACGTCCCGGGTCTTGACACACCGCCCTTCACACCAGAGAGTTTACAA 
CACCC 


>gi|265678372|ref|NR_028674.1| Bacillus edaphicus strain T7 16S ribosomal RNA, partial sequence 
TGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGTGGATCTTC 
TTCGGGAGAAGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGCAGGATCGGGATAACTA 
CCGGAAACGGTAGCTAAGACCGAATAGCTGGTTCGGTGCATGCCGGAATCATGAAACACGGAGCAATCTG 
TGACCTGAAGATGGGCCTGCGGTGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCAT 
AGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTCTCGGATC 
GTAAAGCTCTGTTGCCAGGGAAGAACGTGCGGGGAGTAACTGCCCTGCGAATGACGGTACCTGAGAAGAA 
AGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGG 
CGTAAAGCGCGCGCAGGCGGTTCATTAAGTTTGGTGTTTAAGCCCGGGGCTCAACCCCGGTTCGCACTGA 
AAACTGGTGAACTTGAGTGCAGGAGAGGTAAGTGGAATTCCGAGTGTAGAGGTGAAATGAGTAGAGATGT 
GGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACC 
CTTGGTGCCGAAGTAAACACATAAGCATCCGCCTGGGAGTACGTCGCAAGATAAAACTTAAAGGAATTGA 
CGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTG 
ACATCCCCCTGAAATCCCCAGAGATGGGGTCCTCTTCGGGACAGGGGAGACAGGTGGTGCATGGTTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGAACTTAGTTGCCAGCAT 
TCAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGTAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGTCGCGAGATGGA 
GCGAATCCTTACAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATG 
AGAGTTTACAACACCCGAAGTCGGTGGGTAACCCGAAAGGGAGCCAGCCGCC 


>gi|265678371|ref|NR_028673.1| Shewanella algae strain OK-1 16S ribosomal RNA, partial sequence 
AGAGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACATTT 
CAAAAGCTTGCTTTTGAAGATGACGAGCGGCGGACGGGTGAGTAATGCCTGGGAATTTGCCCATTTGTGG 
GGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGACCTTCGGGCC 
TTGCGCTGATGGATAAGCCCAGGTGGGATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCC 
CTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGG 
TTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTGTAAGTTAATACCTTACATCTGTGACGTTATTGGCAGA 
AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGTGCGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACCGCA 
TTTCGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAG 
ATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGCACGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGTCTTGA 
AGACTGGTCTTTAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TACTCTTGACATCCACAGAACTTTTCAGAGATGAATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTACT 
TGCCAGCGGGTAATGCCGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGT 
CAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTCAGTACAGAGGGTTGCGAAGC 
CGCGAGGTGGAGCTAATCCCATAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAG 
TCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGT 
GGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACCTCCTTT 


>gi|265678370|ref|NR_028672.1| Shewanella amazonensis strain SB2B 16S ribosomal RNA, partial sequence 
GCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGATAGCTTGCTATCTTTGCCGGCGAGCGGCGGACGGG 
TGAGTAATACCTGGGGATCTGCCCAATCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACG 
CCCTACGGGGGAAAGGAGGGGCTCTTCGGACCTTCCGCGATTGGATGAACCCAGGCGGGATTAGCTAGTA 
GGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGTTCTGAGAAGATGGACAGCCACACTGGGACT 
GAGACACGGCCAGACTCCTACGGGAAGCAGCAGTGGGGAATATTGGACAATGGGGGAAAACCCTNGATCC 
ANCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAATGGGGAGGAAAGGTTGTAGG 
TTAATACCCTATAGCTGTGACGTTACCCACAGAAGAACACCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGGTGCAAGCGTGAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTCTGTTNAGCGAGAT 


GTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAGACTAGATTCTTGTAGAGGGGGGTA 
GAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCNTGGA 
CAAAGACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGTCTACTCGGAGTTTGGTGTCTTGAACACTGGGCTCTCAAGCTAACGCATTAAGTAGACCGCC 
TGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTA 
GGCCTTCGGGAATTCTGAGACAGGTGCTGCATGGCGTTGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCGGGTAGTGCCGGGAATTTAGGGAGACTGCCGGT 
GATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCT 
ACAATGGCGAGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCATAAAGCTCGTCGTAGTCCGG 
ATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAA 
TACGTTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCT 
TAACCTTCGGGAGGGCGTTTACCACGGTGTGATCATGACTGGGTGAA 


>gi|265678369|ref|NR_028671.1| Moraxella caviae strain GP11 16S ribosomal RNA, partial sequence 
CTGGCGGCAGGCTTAACACATGCAAGTCGAACGAGGTTAGGGAGCTTGCTCCTGATACCTAGTGGCGAAC 
GGGTGAGTAATGCTTAGGAATCTGCCTAGTAGTGGGGGATAACTACCCGAAAGGGTAGCTAATACCGCAT 
ACGACCTACGGGTGAAAGGGGGCTTTTAGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTAGTTGG 
TGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGC 
CATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGTAGGGAGGAAAAGCTAATGGTTA 
ATACCCATTAGCCCTGACGTTACCTACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATA 
CAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGTTATTTAAGTCAGATGT 
GAAAGCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGGATAACTAGAGTAGGTGAGAGGGAAGTAGA 
ATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCTTCCTGGCAT 
CATACTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGTCTACCAGTCGTTGGGTCTCTTGAAGACTTAGTGACGCAGTTAACGCAATAAGTAGACCGCCTG 
GGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATAGTAGGAATCTTGCAGAGATGCGAGAGT 
GCCTTCGGGAATCTACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTTTCCTTAGTTACCAGCGATTCGGTCGGGAACTCTAAGGATACTGCCAGT 
GACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCT 
ACAATGGTTGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCAATCGTAGTCCGG 
ATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATCTCACCAGAAGTGGTTAGCCT 
AACGCAAGAGGGCGATCACCACGGTGGGGTCGATGACTGGGGTGAA 


>gi|265678368|ref|NR_028670.1| Moraxella ovis strain 199/55 16S ribosomal RNA, partial sequence 
CTGGCGGCAGGCTTAACACATGCAAGTCGAACGATGAGTATCCAGCTTGCTGGATATGATTAGTGGCGAA 
CGGGTGAGTAATGCTTAGGAATCTGCCTAGTAGTGGGGGATAACCATCCGAAAGGATGGCTAATACCGCA 
TACGACCTACGGGTGAAAGGGGGCGTAAGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTGGTTGG 
TGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGC 
CATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGTGGGGAGGAAAAGCTTGTGGTTA 
ATACCCACAAGCCCTGACGTTACCCACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATA 
CAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTGTTTAAGTCAGATGT 
GAAATCCCTGGGCTTAACCTAGGAACTGCATCTGATACTGGACAACTAGAGTAGGTGAGAGGGAAGTAGA 
ATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCTTCCTGGCAT 
CATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGTCTACCAGTCGTTGGGTCTTTTAAAGACTTAGTGACGCAGTTAACGCAATAAGTAGACCGCCTG 
GGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGT 
GCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTTTCCTTAGTTACCAGCGACTCGGTCGGGAACTCTAAGGATACTGCCAGT 
GACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCT 
ACAATGGTTGGTACAAAGGGTTGCTACACAGCGATGTGATGCCAATCTCAAAAAGCCAATCGTAGTCCGG 
ATTAGAGTCTGCAACTCGACTCTATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATCTCACCAGAAGTGGGTAGCCT 
AACGCAAGAGGGCGCTCACCACGGTGGGGTCGATGACTGGGGTGAA 


>gi|265678367|ref|NR_028669.1| Moraxella catarrhalis strain Ne 11 16S ribosomal RNA, partial sequence 
CTGGCGGCAGGCTTAACACATGCAAGTCGAACGAAGTTAGGAAGCTTGCTTCTGATACTTAGTGGCGGAC 
GGGTGAGTAATGCTTAGGAATCTGCCTAGTAGTGGGGGATAACTTGGGGAAACCCAAGCTAATACCGCAT 
ACGACCTACGGGTGAAAGGGGGCTTTTAGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTGGTTGG 
TGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGC 
CATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGTGGGGAGGAAAAGCTTATGGTTA 
ATACCCATAAGCCCTGACGTTACCCACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATA 
CAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTATTTAAGTCAGATGT 
GAAAGCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGGATAACTAGAGTAGGTGAGAGGGGAGTAGA 
ATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCTCCCTGGCAT 
CATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGTCTACCAGTCGTTGGGTCTTTTAAAGACTTAGTGACGCAGTTAACGCAATAAGTAGACCGCCTG 


GGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATAGTGAGAATCTTGCAGAGATGCGAGAGT 
GCCTTCGGGAATTCACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTTTCCTTAGTTACCAGCGACTCGGTCGGGAACTCTAAGGATACTGCCAGT 
GACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCT 
ACAATGGTTGGTACAAAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCAATCGTAGTCCGG 
ATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATCTCACCAGAAGTGGTTAGCCT 
AACGCAAGAGGGCGATCACCACGGTGGGGTCGATGACTGGGGTGAA 


>gi|265678366|ref|NR_028668.1| Moraxella bovis strain L-3 16S ribosomal RNA, partial sequence 


CTGGCGGCAGGCTTAACACATGCAAGTCGAACGATGACTATCTAGCTTGCTAGATATGATTAGTGGCGAA 
CGGGTGAGTAATGCTTAGGAATCTGCCTAGTAGTGGGGGATAACTATCCGAAAGGATAGCTAATACCGCA 
TACGACCTACGGGTGAAAGGGGGCTTTTAGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTAGTTG 
GTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG 
CCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGTAGGGAGGAAAAGCTTGTGGTT 
AATACCCACAAGCCCTGACGTTACCTACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAAT 
ACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGTCATTTAAGTCAGATG 
TGAAAGCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGGATGACTAGAGTAGGTGAGAGGGAAGTAG 
AATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCTTCCTGGCA 
TCATACTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGTCTACCAGTCGTTGGGTCTCTTGAAGACTTAGTGACGCAGTTAACGCAATAAGTAGACCGCCT 
GGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATACCAAGAATTCGCTAGAGATAGCTTAG 
TGCCTTCGGGAGCTTGGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTTTCCTTAGTTACCAGCGACTCGGTCGGGAACTCTAAGGATACTGCCAG 
TGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGC 
TACAATGGTTGGTACAAAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCAATCGTAGTCCG 
GATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATCTCACCAGAAGTGGTTAGCC 
TAACGCAAGAGGGCGATCACCACGGTGGGGTCGATGACTGGGGTGAA 


>gi|265678365|ref|NR_028667.1| Staphylococcus succinus subsp. succinus 
complete sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACGGA 
TAAGGAGCTTGCTCCTTTGAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACT 
GGAATAACTTCGGGAAACCGGAGCTAATGCCGGATAACATATAGAACCGCATGGTTCTATAGTGAAAGAT 
GGTTTTGCTATCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGC 
GACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGG 
TTTTCGGATCGTAAAACTCTGTTATTAGGGAAGAACAAATGCGTAAGTAACTGTGCGCATCTTGACGGTA 
CCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCG 
GAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTG 
GAGGGTCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAAT 
GCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAA 
AGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGG 
GGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTG 
AAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAAATCTTGACATCCTTTGAAAACTCTAGAGATAGAGCCTTCCCCTTCGGGGGACAAAGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTAAGCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGTTGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGG 
CAGCTAAACCGCGAGGTCATGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGAC 
TACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTATGGAGCTAGCC 
GTCGAAGGTGGGACAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATC 
ACCTCCTT 


strain AMG-D1 16S ribosomal RNA, 


>gi|265678364|ref|NR_028666.1| Streptococcus gordonii strain SK3 16S ribosomal RNA, complete sequence 


TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCACAGTTTATACC 
GTAGCTTGCTACACCATAGACTGTGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCG 
GGGGATAACTATTGGAAACGATAGCTAATACCGCATAATATTAATTATTGCATGATAATTAATTGAAAGG 
TGCAATTGCACCACTACCAGATGGACCTGCGTTGTATTAGCTAGTAGGTGAGGTAACGGCTCACCTAGGC 
GACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGG 
TTTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGGTGTGAGAGTGGAAAGTTCACACTGTGACGGT 
ATCTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCC 
GGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCAT 
AGTACGCTTTGGAAACTGTTTAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAAT 
GCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAA 
AGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGG 
CCCTTTCCGGGGCTTAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTG 


AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAGGTCTTGACATCCCGATGCCCGCTCTAGAGATAGAGTTTTACTTCGGTACATCGGTGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
ATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTC 
GCAAGTCGGTGACGGCAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTA 
CATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCC 
TAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTCA 


>gi|265678363|ref|NR_028665.1| Streptococcus pneumoniae strain ATCC 33400 16S ribosomal RNA, complete 
sequence 
ATTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAAGGAGGAG 
CTTGCTTCTCTGGATGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCGGGGGATAAC 
TATTGGAAACGATAGCTAATACCGCATAAGAGTGGATGTTGCATGACATTTGCTTAAAAGGTGCACTTGC 
ATCACTACCAGATGGACCTGCGTTGTATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATACA 
TAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGKCCCAGACTCCTACGGGAGGCAGCA 
GTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGAT 
CGTAAAGCTCTGTTGTAAGAGAAGAACGAGTGTGAGAGTGGAAAGTTCACACTGTGACGGTATCTTACCA 
GAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATT 
GGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTAGGCTT 
TGGAAACTGTTTAACTTGAGTGCAAGAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATA 
TATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGCTTGTAACTGACGCTGAGGCTCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGGTGTTAGACCCTTTCCG 
GGGTTTAGTGCCGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACC 
AGGTCTTGACATCCCTCTGACCGCTCTAGAGATAGAGTTTTCCTTCGGGACAGAGGTGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGT 
TGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCA 
AATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCAAGCCGG 
TGACGGCAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTC 
GGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGGA 
TAGATGATTGGGGTGAAGTCGTAACAAGGTCAGCCGTTTGGGAGA 


>gi|265678362|ref|NR_028664.1| Streptococcus mitis strain NS51 16S ribosomal RNA, complete sequence 
TTTTGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAAG 
GAGGAGCTTGCTTCTCCGGATGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCGGGG 
GATAACTATTGGAAACGATAGCTAATACCGCATAAGAGTAGATGTTGCATGACATTTGCTTAAAAGGTGC 
AATTGCATCACTACCAGATGGACCTGCGTTGTATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGAC 
GATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTT 
TCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGAGTGTGAGAGTGGAAAGTTCACACTGTGACGGTATC 
TTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGA 
TTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGT 
ACGCTTTGGAAACTGTTTAACTTGAGTGCAAGAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
TAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGCTTGTAACTGACGCTGAGGCTCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGACCC 
TTTCCGGGGTTTAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAGGTCTTGACATCCCTCTGACCGCTCTAGAGATAGAGTTTTCCTTCGGGACAGAGGTGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATT 
GTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATG 
ACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCA 
AGCCGGTGACGGCAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACAT 
GAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCTAA 
GGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGTCAGCCGTTTGGGAA 


>gi|265678361|ref|NR_028663.1| Rhizobium yanglingense strain SH22623 16S ribosomal RNA, partial sequence 
GTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCCTTTACTACGGAAT 
AACGCAGGGAAACTTGTGCTAATACCGTATGTGCCCTTCGGGGGAAAGATTTATCGGTAAGGGATCGGCC 
CGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGAT 
GATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAA 
TGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCG 
GAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAA 
GGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACATTTAAGTCAGGGGTGAAA 
TCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGGGTGTCTGGAGTATGGAAGAGGTGAGTGGAATTC 
CGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTA 
CTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGAATGTTAGCCGTCGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAG 
TACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGCCCGGCTACCTACAGAGATGTAGGGTTCCCTT 


CGGGGACCGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAG 
CCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAAT 
GGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCA 
CTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGC 
AAGGAGGCAGCTAACCACGGTAGGTCA 


>gi|265678360|ref|NR_028662.1| Desulfobacca acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 
TTTGATTCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGAGAAAGCCCGGCT 
TGCCGGGCAAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCTTCGTTTGGGGGATAACCT 
ACCGAAAGGTGGGCTAATACCGCATAACGTGATCGAGCTCTGGCTTGATCGCCAAAGGTGGCCTCTCCAT 
GGAAGCTACCGAGTGAAGATGAGCCCGCGTCCCATTAGCTAGTTGGTAAGGTAAAAGCTTACCAAGGCGA 
CGATGGGTAGCTGGTCTGAGAGGATGGCCAGCCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGA 
GGCAGCAGTGAGGAATCTTTGCGCAATGGGGCAACCCTGACGCAGCAACGCCGCGTGGGTGAAGAAGGCT 
TCGGGTCGTAAAGCTCTGTCAAGTGGGAAGAATAGCCTTAAGGGGAATATCCTTGGGGTATGACGGTACC 
ACTGGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGA 
ATTATTGGGCGTAAAGGGCGTGTAGGCGGCCAGATAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGA 
AGTGCCTTTGAAACTGTTTGGCTTGAGTGCGGGAGAGGAAAGCGGAATTCCCAGTGTAGAGGTGAAATTC 
GTAGATATTGGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACCGACACTGACGCTGAGGCGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGCACTAGGTGTAGGAGG 
TTTTTAACCCTCCTGTGCCGTASTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAAC 
CTTACCTGGGCTTGACATCTGCGGAACCTCATGGAAACATGGGGGTGCCTGGCAACAGGAGCCGCAAGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTCTTTAGTTGCCATCATTTAGTTGGGCACTCTAAAGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGG 
GACGACGTCAAGTCCTCATGGCCTTTATGCCCAGGGCTACACACGTGCTACKTTGGGCGGTACAAAGGGT 
CGCCAACCTGTGAAGGGGAGCTAATCCCAAAAAGCCGTCCTCAGTTCGGATCGGAGTCTGCAACTCGACT 
CCGTGAAGTTGGAATCGCTAGTAATCGTGGATCAGCTTGCCACGGTGAATACGTTCCCGGGCCTTGTTCA 
CACCGCCCGTCTCACCACGAAAGCCTGTGGTACCAGATGTCGCTGGCCTAACCCTTCGGGGAAGGAGGCG 
CCTAAGGGAAGGCCGGTTATTGGGGGGTTGTCGT 


>gi|265678359|ref|NR_028661.1| Cellulophaga algicola strain IC166 16S ribosomal RNA, partial sequence 
CGTTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACAGGGGAGCTTGCTCCGCTGACGACCGGCGC 
ACGGGTGCGTAACGCGTATGCAATCTACCTCTTACTAAGGGATAGCCCAGAGAAATTTGGATTAATATCT 
TATGTGGTATATGACTGGCATCAGTTATATATTAAAGGTTACGGTAAGAGATGAGCATGCGTCCCATTAG 
TTAGTTGGTGTGGTAACGGCACACCAAGACTTCGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACT 
GGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGGAAGTCT 
GATCCAGCCATGCCGCGTGTAGGAAGANTGCCCTATGGGTTGTAAACTACTTTTATACAGGAAGAATAAG 
ATCTACGTGTAGATTGATGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGGTCCAAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCTGTTAAGTCAGA 
GGTGAAATNCTGCGGCTNAACCGTATGCACTGCCTTTGATACTGGCGGTCTTGAGTTATAGTGAAGTGGC 
TAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCGATTGCGAAGGCAGCCCACTA 
ACTATACACTGACGCTCATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGGATACTAGCTGTTCGGTTTTCGGACTGAGCGGCCAAGCGAAAGTGATAAGTATCCCACCT 
GGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAGACTT 
TTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCC 
TATAACGAGCGCAACCCCTGTCCTTACTTGCCAGCATGTTATGATGGGGACTCTAACCAGACTGCCGGTG 
CAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCATGGGCCACACACGTGCTA 
CAATGGCCGGTACAGAGAGCAGCCATCTGGCAACAGAGAGCGAATCTATTAAACCCGGTCACAGTTCGGA 
TCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCAGTCACCG 
TAAGGAGCGGCCT 


>gi|265678358|ref|NR_028660.1| Thiomicrospira thermophila strain 178 16S ribosomal RNA, partial sequence 
AATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGAAACGACAAGAACAAACTCTTCGGAGGG 
CGATCTTGGGCGTCGAGTGGCGGACGGGTGAGTAACGCGTGGGAATCTACCCTTTAGTTGGGGACAACAT 
ATGGAAACGTATGCTAATACCGAATATGCTCTACGGAGTAAAGGTGGCCTCTACTTGTAAGCTATCGCTA 
AAGGATGAGCCCGCGTTAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTATAGCTGG 
TTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGAGGGAAACCTTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAG 
CACTTTCAATTGTGAGGAAAGGTTAGTCGCTAATATCGGCTAGCTGTGACGTTAACTTTAGAAGAAGCAC 
CGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAA 
AGCGCGCGTAGGCGGACTGTTAAGTCGGTTGTGAAAGCCCTGGGCTCAACCTAGGAATTGCATCCGATAC 
TGGCAATCTAGAGTTTAGGAGAGGGAAGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGATATCAGGAG 
GAACATCAGTGGCGAAGGCGACTTCCTGGCCTAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAAC 
GGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCAACTAGCTGTTGGCCTTATTAAAAAGGTTA 
GTAGCGTAGCTAACGCGCTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTT 
GACATCCTGCGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACGCAGTGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCTACC 
ATTTAGTTGAGAACTCTAAAGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATC 


ATGGCCCTTATGGGATGGGCTACACACGTGCTACAATGGGGGGTACAAAGAGCAGCTAGCTGGCGACAGT 
GCGCGAATCTCATAAAACCTCTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCG 
CTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTGGGTTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTCACCACTTTGTGATTCATGA 
CTGGGGTG 


>gi|265678357|ref|NR_028659.1| Micromonospora auratinigra strain TT1-11 16S ribosomal RNA, partial 


sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCC 
TTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTAGGCTTTGGGATAACCCT 
CGGAAACGGGGGCTAATACCGAATATGACTACTGATCGCATGGTTGGTGGTGGAAAGTTTTTCGGCCTGG 
GATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCC 
GCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGC 
GTCGACTGTGAAAACCCGCAGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATNAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAG 
CGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCGCAG 
AGATGTGAGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTC 
ACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTC 
TCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAG 
CCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAG 
GTAGCCGTAAAT 


>gi|265678356|ref|NR_028658.1| Lactobacillus satsumensis strain NRIC 0604 16S ribosomal RNA, partial 


sequence 
TAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGTACGCAGTTTCT 
TCATCGAGTGCTTGCACTCACCGAAGAAACTGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCC 
AAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACAACAAAAACCGCCTGGTTTTTGTT 
TAAAAGATGGTTTCGGCTATCACTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTAAGGTAACGGCT 
TACCAAGGCAGTGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAA 
CTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAG 
TGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACGTGTGTGAGAGTAACTGTTCATGCA 
GTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAG 
CGTTGTCCGGATTTATTGGGCGTAAAGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGC 
TTAACCGAAGTCGTGCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAG 
CGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCCT 
GAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATGCT 
AAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGAC 
CGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAGGTCTTGACATCTTTTGCTAACCTGAGAGATCAAGCGTTCCCTTCGGGGA 
CAAAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTATTACTAGTTGCCAGCATTTAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGT 
ACAACGAGTCGCAAGACCGCGAGGTTTAGCTAATCTCTTAAAACCGTTCTCAGTTCGGATTGTAGGCTGC 
AACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCAAAGCCGGTGCGGTAACCTTTTAGGAG 
CCAGCCGTCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGT 
TGGATCACCTCCTTAA 


>gi|265678355|ref|NR_028657.1| Aneurinibacillus danicus strain DB4 16S 
CGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCAACGGAGAGCTTGCTCTCCTGCGGTCA 
GCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGTACGACCGGGATAACTCCGGGAAACCGGAGCT 
AATACCGGATAGGATTTCAGACCGCATGGTTTGGAATGGAAAGACCCTGTGTCACGTACAGATGGGCCTG 
CGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGA 
ACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATG 
GACGAAAGTCTGACGGAGCAACGCCGCGTGAACGAAGAAGGTTTTCGGATCGTAAAGTTCTGTTGTTAGG 
GAAGAACCGCCGGGATAACCTCCCGGTCTGACGGTACC TAACGAGAAAGCCCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTT 
CTTAAGTCAGGTGTGAAAGCCCACGGCTCAACCGTGGAGGGCCACTTGAAACTGGGAGGCTTGAGTGCAG 
GAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCTGTGGCGAAGG 
CGGCTCTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGTNTCCAAACCTCAGTGCCGCAGCTAACGCAATA 
AGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCGCTGACCCCTCT 
AGAGATAGAGGCTTCCTTCGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 


ribosomal RNA, partial sequence 


TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGG 
GAGACTGCCGTCGACAAGACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGC 
TACACACGTGCTACAATGGATGGAACAACGGGCAGCCAACTCGCGAGAGTGAGCNAATCCCTTAAAACCA 
TTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCA 
TGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGA 
AGTCGGTGAGGTAACCT 


>gi|265678354|ref|NR_028656.1| Herbaspirillum putei strain 7-2 16S ribosomal RNA, partial sequence 
ACTAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCA 
TAGGAGCTTGCTCCTGATGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTGCCCTAGAGTGGGGG 
ATAACTAGTCGAAAGACTTAGCTTAATACCAGCATACGATCTACGGATGAAAGTGGGGGATCGCAAGACC 
TCATGCTCCTGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCAACGATCA 
GTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGG 
TTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTAGTAGCGAATAACTACTACTAATGACGGTACCTGAAGA 
ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCA 
TTTGAGACTGCACGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAT 
ATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACTGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAAT 
TGACTTGGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
GGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACC 
TACCCTTGACATGGATGGAATCCCGAAGAGATTTGGGAGTGCTCGAAAGAGAACCATCACACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTA 
GTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCCGCCAACCCGCGA 
GGGGGAGCTAATCCCAGAAAGTGTATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGA 
ATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAC 
ACCATGGGAGCGGGTTTTACCAGAAGTGGGTAGCCTAACCGCAAGGAGGGCGCTCACCACGGTAGGATTC 
GTGACTGGGGTGAAGTCGTACAGGGG 


>gi|265678353|ref|NR_028655.1| Curvibacter gracilis strain 7-1 16S ribosomal RNA, partial sequence 
AATAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCA 
CGGGAGCAATCCTGGTGGCGAGTGGCGAACGGGTGAGTAAAGTATCGGAACGTGCCCAGTCGTGGGGGAT 
AACGTAGCGAAAGTTACGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGATCGCAAGACCTCGCG 
CGATTGGAGCGGCCGATATCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCGACGATCTGTAGC 
TGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTA 
AACTGCTTTTGTACGGAACGAAAAGGTTTGACTTAATACGTTGGACTCATGACGGTACCGTAAGAATAAG 
CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTGCGCAGGCGGTTATGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTAGT 
GACTGCATAGCTGGAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCG 
GAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTCACTGACTC 
AGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATT 
GACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTT 
TGACATGTACGGAAGTTACCAGAGATGGTTTCGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCT 
ACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGA 
GCTAATCCCATAAAACCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCT 
AGTAATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATG 
GGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACT 
GGGGTGAAGTCGTA 


>gi|265678352|ref|NR_028654.1| Nocardia arthritidis strain IFM 10035 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCC 
CTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCC 
TGGGAAACTGGGTCTAATACCGGATATGACCTGCTGTCGCATGGCGGTGGGTGGAAAGATTTATCGGTGC 
GAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCGACAGGGACGAAGCGTAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTC 
GCGTCGTCTGTGAAAACTCACAGCTCAACTGTGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGC 
AGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGCGTAATGGCGGGGACTCGCAG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC 


TTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCG 
GTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCG 
AAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTG 


>gi|265678351|ref|NR_028653.1| Nocardia pneumoniae strain IFM 0784 16S 
CGGTAAGGCCCTTGCGGTGGTACACACAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCGCTCGCA 
CTTCGGGTATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTCCTGGTTGCATGGCTGGGGGTGGA 
AAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGA 
CGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCC 
TTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGTAAGTGACGGTACCTGTAGAAGAAGCACCGGCCA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCT 
TGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCACAGCTCAACTGTGAGCTTGCAGGCGATACGGGCAG 
ACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCC 
GTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACAT 
ACACCAGACAGCCGTAGAGATACGGTTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGGATTAT 
GCCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCC 
CCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCG 
AATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGT 
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAA 
AGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGAT 
TGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACTT 


ribosomal RNA, partial sequence 


>gi|265678350|ref|NR_028652.1| Nocardia araoensis strain IFM 0575 16S ribosomal RNA, partial sequence 


ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGGCGGTAAGGCCCTTCGGGGGTACACGAGCGGC 
GAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATAC 
CGGATATGACCTCTTGTCGCATGGCTTGGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTAT 
CAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAG 
CCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGC 
GTAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTG 
CGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCA 
CAGCTCAACTGTGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGT 
GTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGAC 
GCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGC 
GCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGT 
GGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCCTGTGTTGCCAGCGCGTTATGGCGGGGACTCGCAGGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGC 
CGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGT 
CTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCT 
CGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAA 
GGTGCGGCTGGATCACCTTCCTTTGTAAA 


>gi|265678349|ref|NR_028651.1| Nocardia higoensis strain IFM 10084 16S 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGT 
ACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTACCCTGTACTTCGGGATAAGCCTGGGAAACT 
GGGTCTAATACCGGATATGACCTTCCGATGCATGTCGGTGGGTGGAAAGATTTATCGGTACAGGATGGGC 
CCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGG 
CGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGAC 
AGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCC 
GTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGG 
CAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
TGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTA 
GGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCAAGTAAAGTTGGGGACTCGCAGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACAT 
GCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 


ribosomal RNA, partial sequence 


TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTG 
GCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTACAAGGTAGC 
CGTACCGGAAGGTGCGGCTGGATCACT 


>gi|265678348|ref|NR_028650.1| Nocardia shimofusensis strain YZ-96 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCC 
CTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTACCCTGTACTTCGGGATAAGCC 
TGGGAAACTGGGTCTAATACCGGATATGACCTTCCGATGCATGTCGGTGGGTGGAAAGATTTATCGGTAC 
AGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCC TACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTC 
GCGTCGTCCGTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGC 
AGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGA 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC 
TTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCG 
GTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCG 
AAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCT 


>gi|265678347|ref|NR_028649.1| Cerasibacillus quisquiliarum strain BLx 16S ribosomal RNA, partial 
sequence 
TCAGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAGAAAGATTCCTTCGGGA 
TGACATCTGTGGAACGAGCGGCGGATGGGTGAGTAACACGTGGCCAACCTGCCTGTAAGACTGGGATAAC 
TCCGGGAAACCGGGGCTAATACCGGATAAGACTTTATCTCGCATGAGATAGAGATGAAAGATGGCTTTTA 
GCTATCACTTACAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAAGCGACGAT 
GCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAATGTCTTCG 
GATTGTAAAACTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGTCGGTACCTTGACGGTACCTAA 
CCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATT 
ATTGGGCGTAAAGGGCGCGCAGGCGGTCTTCTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAAGG 
TCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTA 
GAGATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCGT 
GGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCAGGGGGTT 
TCCGCCCCTTGGTGCTGGAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACT 
CAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCT 
TACCAGGTCTTGACATCCTTTTGCCCTCCCTAGAGATAGGGACTTCCCTTCGGGGACAAAAGTGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGAT 
CTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATG 
ACGTCAAATCATCATGCCCCTTATGACCTGGGCGACACACGTGCTACAATGGATGGTACAGAGGGCAGCG 
AAGCCGCGAGGTGAAGCAAATCCCACAAAACCATTCTCAGTTCGGATTGTAGGCTGCAATTCGCCTACAT 
GAAGCAGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCACGAGAGTTGACAACACCCGAAGTCGGTCGGGTAACCGTAAGGAGCCAGCCGCCGAAG 
GTGGGGTCAATGAT 


>gi|265678346|ref|NR_028648.1| Micromonospora eburnea strain LK2-10 16S ribosomal RNA, partial sequence 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCG 
GCGAACGGGTGAGTACACGTGAGCACCTGCCCTAGGCTTTGGGATAACCCCGGGAAAACCGGGGCTAATA 
CCGAATAGGACCTCCTGTCGCATGGTGGGGGGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGGCCTAT 
CAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAG 
CCTGATGCAGCGACGCCGCGTGAGGGATGAACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAG 
CGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGC 
GCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCC 
GCGGCTCAACCGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGA 
CGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGG 
CGCTAGGTGTGGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCTGCAGAGATGTGGGGTCCTTCGGGG 
GCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGG 
TACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTG 
CAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 


GGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTG 
GAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 
GGTGGAT 


>gi|265678345|ref|NR_028647.1| Balnearium lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 
CGCGAACGCAGTCGGCGTTGCCTAACACATGCAAGTCGTGGGGCAGCAGGCCGGTTCCTTCGGGAACCGG 
TGCTGGCGACCGGCGAACGGGTGAGTAACGCGTGAGCAACCTACCCCGAGGAGGGGGATAACCCGGGGAA 
ACCCGGGCTAATACCCCATAAGCGCACGTCCCGCATGGGACGTGTGTAAAGGCGGCCTCTGCTCTGCATG 
CTGCCGCCTCGGGATGGGCTCGCGTCCCATCAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCTACGACG 
GGTAGCCGGCCTGAGAGGGTGGTCGGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAG 
CAGTGGGGAATCTTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGAGTGGAGGATGAAGCCCTTCGG 
GGTGTAAACTCCTGTCGCCGGGGACGATGCGACCTCGGGTTAATAGCCCGAGGCCGTGACGGTACCCGGA 
GAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAAATTA 
CTGGGCGTAAAGTGCGCGTAGGCGGGCCTGTAAGTCAGAGGTGAAAGCCCCCGGCTCAACCGGGGAATTG 
CCTCTGATACTGCAGGCCTAGGGTCCGGAAGACGTCGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAG 
ATATCGGGAGGAACACCGGTGGCGAAGGCGGCCGGCGAGGACGGTACCGACGCTGAGGCGCGAAAGCGTG 
GGGAGCGAACCGGATTAGATACCCGGGTAGTCCACGCTGTAAACGATGGGTGCTGGGCGTTGGCCACATA 
AGTGGTCAGTGCCGAAGCTAACGCGTTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAA 
AGGAATAGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCAATGCTACGCGAAGAACCTTAC 
CAGGGCTTGACATGCTGGGGGTAGCCCTGCCGAAAGGCAGGGTCGTTGCCGCCTTCGGGCGGCACACCCA 
GCACAGGTGGTACATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCTGCCCTTAGTTGCCAGCGGGTAACGCCGGGCACACTAAGGGGACTGCCGGCGATAAGCCGGAGGAA 
GGAGGGGATGACGTCAGGTCAGTATGCCCCTTACGCCCTGGGCTACACACGTGCTACAATGGCCGGGACA 
GTGGGAAGCGAAGCCGCGAGGCGGAGCAAATCCCTCAAACCCGGTCCCAGTTCGGATTGCAGGCTGCAAC 
TCGACTGCATGAAGCTGGAATCGCTAGTAACGGCCGGTCAGCCACACGGCCGTGAATACGTTCCCGGGCC 
TTGTACTCACCGCCCGTCACACCCCGGAAGCTGGTTCTACCAGAAGTCCCCCGGGCTAACCCCTCGAAAA 
GGGGGGAGGCC 


>gi|265678343|ref|NR_028645.1| Marinospirillum insulare strain K 16S ribosomal RNA, partial sequence 
GGTAGATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAGAAGCTTGCTTCTTGC 
TGACGAGCGGCGGACGGGTGAGTAATACTTGGGTATCTGCCCATTAGTGGGGGACAACACGGGGAAACTC 
GTGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGCTTAGGCTTGCGCTATTGGATGAGCCCAAGTCG 
GATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGT 
CACACCGGAACTGAGACACGGTCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGC 
AACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTAGGGTTGTAAAGCACTTTCAGTGAGGAGGA 
ACAGTTAGTGGTTAATACCCACTAGCCTTGACGTTACTCACAGAAGAAGCACCGGCAAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTT 
GTTAAGTTGGTTGTGAAAGCCCTAGGCTCAACCTAGGAACAGCACCCAAAACTGGCAAGCTAGAGTACAG 
TAGAGGAAGGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACATCAGTGGCGAAGG 
CGGCCTTCTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCAACTAGTTGTTGGAACCCTTGAGGTTTTAGTAACGCAGCTAACGCATT 
AAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTTGCT 
AGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAA 
ATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCGAGTTAAGTCGGGAACTCT 
AAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAG 
GGCTACACACGTGCTACAATGGTCGGTACAGCAGGTTGCTAACCCGCGAGGGGGCGCTAATCCGTCAAAA 
CCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCA 
GAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACC 
AGAAGTAGCTAGCTTAACCTTCGGGAGGGCGG 


>gi|265678342|ref|NR_028644.1| Nocardia asiatica strain IFM 0245 16S ribosomal RNA, partial sequence 
TCAGCGGTAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCAC 
TTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTGCTGTCGCATGGCGGTGGGTGGAAA 
GATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACG 
ACGGGTAGCCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCT 
TCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTT 
GTAGGCGGTTTGTCGCGTCGTCCGTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGA 
CTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACC 
GGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCG 
TAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATA 
CACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGGATTATG 
CCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCC 
CTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGA 
ATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTA 
ATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAA 
GTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATT 
GGG 


>gi|265678341|ref|NR_028643.1| Sulfurimonas autotrophica strain OK10 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAACAGAGAGAAGC 
TTGCTTCTTTGCTGACGAGTGGCGCACGGGTGAGTAATATATAGATAATGTGCCTCTTAGTCTGGGATAG 
CCATTGGAAACGATGATTAATACTGGATACTCCTTCTTACCAAAAGGTAAGTCGGGAAAGTTTTTCGCTA 
AGAGATCGGTCTATATCCCATCAGCTTGTTGGTAGTGTAAGAGACTACCAAGGCAATGACGGGTAGCGGG 
TTTGAGAGGATGATCCGCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGA 
ATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGAGGATGACGCATTTCGGTGTGTAAAC 
TCCTTTTATATGTCAAGAAAATGACGGTAGCATATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTATTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGGTTGGAAAGT 
CAGATGTGAAATCCTACAGCTTAACTGTAGAACTGCATTTGAAACTTCCAATCTAGAGTATGGGAGGGGG 
AGATGGAATTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAGGAATACCGAAAGCGAAGGCGATCTC 
CTGGAACATAACTGACGCTAAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCCTAAACGATGAACACTAGTCGTCGGGATGCTAGTCATCTCGGTGATGCACTTAACAGATTAAGTGTT 
CCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGAGC 
ATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGCCTTGACATTGATTGAACACTTTAGAGATA 
GAGTGGTGCCCTTCGGGGAACATGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAGCAGTTCGGCTGAGCACTCTAAGGAG 
ACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTATGGCTAGGGCTACA 
CACGTGCTACAATGGGGCGTACAGAGTGTTGCGATACCGCGAGGTGGAGCTAATCACTTAAAGCGTCTCT 
CAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCACTAGTAATCGTAGATCAGCAATGC 
TACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACCCGAAAT 
CGGGAAGCGAACCTTCCGGGACGCTACCGCTTAACCG 


>gi|265678340|ref|NR_028642.1| Paraliobacillus ryukyuensis strain 015-7 16S ribosomal RNA, partial 
sequence 
ACGCTGGGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAAGATGAATCCTTCGGGAGGATTCTTG 
TGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAA 
CCGGAGCTAATACCGGATAAAACATTGGTTCGCATGAACCAATGATGAAAGGCGGCTTTTAGCTGTCACT 
TACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCG 
ACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGG 
AATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGTTTTCGGATCGTAAA 
GTTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAACAGGGCGGTACCTTGACGGTACCTAACGAGGAAGC 
CCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACCTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGT 
AAAGCGCACGCAGGCGGTTCTTTAAGTCTGATGTGAAATCTTGTGGCTCAACCACAAGCGGTCATTGGAA 
ACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGG 
AGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCT 
TAGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAAGAAT 
TGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCGCTGACAGCCCTAGAGATAGGGTGTCCCCTTCGGGGGCAGCGTGACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCA 
GCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAAGCCGCGAGG 
TGAAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACAC 
CACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCGAAGGTGGGGCCAA 
TGATTGGGGTGAAGTCGTAACAAGGTAGCC 


>gi|265678339|ref|NR_028641.1| Rhodopseudomonas rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGGCGTAGCA 
ATCCGTCAGTGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACTGAGGGAAAC 
TTCAGCTAATACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAG 
CTAGTTGGTGAGGTAATGGCCCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATT 
GGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCT 
GATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGA 
CGGTACCGCAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTT 
GCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTTTTTAAGTCAGGGGTGAAATCCTGGAGCTCAA 
CTCCAGAACTGCCTTTGATACTGAAAGTCTTGAGTACGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGT 
GAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGTTACTGACGCTGAGGC 
ACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCG 
TTAGTGGGTTTACTCACTAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCG 
CAGAACCTTACCAGCCCTTGACATGTCCAGGACCGGTCGCAGAGATGTGACCTTCTCTTCGGAGCCTGGA 
GCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCCGTCTTTAGTTGCTACCATTTAGTTGAGCACTCTAAAGAGACTGCCGGTGATAAGCCGCGAGGAAG 
GTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAA 
TGGGATGCTAAAGGGCAACCTCTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTC 
GAGCCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGGTAGTGCGCTAACCCGCAAGGGAGGGC 
AGCTAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTG 
GATCACCTCCTTTCT 


>gi|265678338|ref|NR_028640.1| Deferribacter desulfuricans strain SSM1 16S ribosomal RNA, partial 
sequence 
GGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCAGGGGGAAAGCTGGCTTCGGTCAGTGAGTACAC 
CGGCGGACGGGTGAGTAACGCGTGAGCAACCTACCCCGCAGACCGGGATAACCCATCGAAAGGTGGGCTA 
ATACTGGATGAGCGCACGTGCTGCATGGCATGTGTGAAAAGGCAGGCTTTAAGCTTGCGCTGCGGGATGG 
GCTCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGATGGGTAGCCGGCCTGAGAG 
GGTGGTCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCG 
CAATGCCGGAAACGGTGACGCAGCGACGCCGCGTGGGCGAGGAAGGCCTTCGGGTCGTAAAGCCCTTTCA 
GTGGGGAAGAAAGGTGCAGGCAGTAACTGGTCTGTATTTGACGGTACCCACAGAAGAAGCCCCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGAGTCACTGGGCGTAAAGCGCACG 
TAGGCGGTGCGGTAAGTCTGGGGTCAAAGGCTACGGCTCAACCGTAGTAAGGCCTCAGATACTATCGTGC 
TAGAGTGCCGGAGAGGGTAGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCG 
GTTGCGAAGGCGGCTACCTGGCCGGTAACTGACGCTGAGGTGCGAGAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCTGTAAACGATGGGCGCTAGGTGTTGGTGGTTAGTAGCCATCAGTGCCGAAG 
CTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCTAACCGAAGAACCTTACCTGGGCTTGACATCCCC 
GGGACCTGCCAGAGATGGTGGGGTGCCTGGTTTTRCCAGGAGCCGGGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCCTTAGTTGCCATCGG 
TTAGGCCGGGCACTCTAAGGGGACTGCCCCGGATAACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCA 
TGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGGCGTACAGAGGGCAGCGAAGCCGCGAGGCTG 
AGCGAATCTCAGAAAGCGCTCCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCCGGAATCGC 
TAGTAATCGCAGGTCAGCAAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
CGGGAGTTGGCTATACCTGAAGCCGGTGGCCCAACC 


>gi|265678337|ref|NR_028639.1| Marinithermus hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGGGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGAGCGGGGGGTCT 
TTGGCTTTTTGCTGGGGGCTCCTAGCGGCGGACGGGTGAGTAACGCGTAGGTGACCTACCCGGAAGTGGG 
GGACAACCCGGGGAAACTCGGGCTAATCCCGCATGTGGACGCGTCCTGTGGGGCGTGTCTAAAGGCGCGA 
GCCGCTTCCGGATGGGCCTGCGTCCCATCAGCTGGTTGGTGAGGTAAGGGCTCACCAAGGCGACGACGGG 
TAGCCGGTCTGAGAGGATGGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCA 
GTTAGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCTTGCGGGAGGAAGCCCTTCGGGG 
TGTAAACCGCTGAACCCGGGACGAAAGCCCCTGTTTGGGGGGATGACGGTACCGGGGTAATAGCACCGGC 
CAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGG 
CGCGTAGGCGGCCTCTTAAGTCCGGTGTGAAAGACCACGGCTCAACCGTGGGGGCGCGCCGGATACTGGG 
GGGCTTGACGGCCGGAGGGGGCAGCGGAATTCCCGGAGTAGCGGTGAAATGCGTAGATACCGGGAGGAAC 
GCCGATAGCGAAGGCAGCTGCCTGGACGGTTTGTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACGGGA 
TTAGATACCCCGGTAGTCCACGCCGTAAACGATGCGCGCTGGGTGTCCGGCTTGGGCTGGGCGCCGAAGC 
TAACGCGTTAAGCGCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCCCG 
GGACCCTGGTGAAAGCCGGGGGTGCCCCGTTTGGGGAGCCGGGACACAGGTGCTGCATGGCCGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCCAGTTGCCAGCGGTTGG 
GCCGGGCACTCTGGGGAGACTGCCCGCGAAAGCGGGAGGAAGGCGGGGACGACGTCTGGTCAGCATGGCC 
CTTACGGCCTGGGCGACACACGTGCTACAATGGCCGGGACAGCGCGTTGCGACCCCGCGAGGGGAAGCCA 
ATCGCTCAAACCCGGTCCCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGGCGGAATCGCTAGTA 
ATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACGCCATGGGA 
GTGGGCTGCACCTGAAGTCGCCGGGAGCCCGTTAACGGGCAGGCGCCGAGGGTGGGGCTCACGACTGGGG 
CGAAGTCGTAACAAGGTAACCGT 


>gi|265678336|ref|NR_028638.1| Chitinophaga japonensis strain 758 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAGGGGCAGCAGGGGTAGCAATACCCGCTGGCGA 
CCGGCAAACGGGTGCGGAACACGTACGCAACCTTCCTTCAAGCGGGGGATAGCCCGGAGAAATCCGGATT 
AATACCCCATAGGATTGTGGGTTGGCATCAACCAGCAATTAAAGATTTATCACTTGAAGATGGGCGTGCG 
CCTGATTAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCGACGATCAGTAACTGGCGTGAGAGCGCGACC 
AGTCACACGGGCACTGAGACACGGGCCCGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGA 
CGCAAGTCTGAACCAGCCATGCCGCGTGGAGGATGAAGGTCCTCTGGATTGTAAACTTCTTTTATCTGGG 
AAGAAACGGGTCCTTTTCAGGATTTTTGACGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGTAGGCGGAATGG 
AAAGTCCGTTGTGAAATCTCCGAGCTTAACTCGGAAATTGCGGTGGATACTATCATTCTTGAATACTGTG 
GAGGTTAGCGGAATATGTCATGTAGCGGTGAAATGCATAGATATGACATAGAACACCAATTGCGAAGGCA 
GCTGGCTACACAGATATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGATTACTCGACATTTGCGATACACAGCAAGTGTCTGAGCGAAAGCATTAAGTA 
ATCCACCTGGGAAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGCAAACTGACTGCTGGTGAA 
AGCTGGCTTTGTAGCAATACACAGTTTGTAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCACTAGTTGCCAACAGGTAGAGCTGGGAACTCTAGTG 
AAACTGCCGTCGTAAGACGCGAGGAAGGAGGGGATGATGTCAAGTCATCATGGCCTTTATGCCCAGGGCT 
ACACACGTGCTACAATGGTAGGAACAAAGGGCTGCTACCTGGTAACAGGATGCTAATCTCAAAAATCCTA 
TCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGCTGGAATCGCTAGTAATCGTATATCAGCAA 
TGATACGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGGACCTGA 
AGTCGGTAACCGCAAGGAGCCGCCTAGGGTAAAACCGGTAATTGGGGCTAAGTCGTAACAAGGTAGCCGT 
ATCGGAAGGTGC 


>gi|265678335|ref|NR_028637.1| Alicyclobacillus acidiphilus strain TA-67 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACCCTTCG 
GGGTGAGCGGCGGACGGGTGAGTAACACGTGGGCAATCTGCCTATCAGACTGGAATAACACTCGGAAACG 
GGTGCTAATGCCGGATAGTTCAAGGGAAGGCATCTTCCGTTGAGGAAAGTTGCAAATGCAACACTGATAG 
AGGAGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 
TCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCT 
GTTGCTCGGGGAGAGCGATAAGGAGAGTGGAAAGCTCCTTAGGAGACGGTACCGAGTGAGGAAGCCCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGC 
GTGCGTAGGCGGTTGTGTAAGTCTGGAGTGAAAGTCCAAGGCTCAACCTTGGTTTGTCTTTGGAAACTGC 
ATAACTTGAGTGCTGGAGAGGCAAGGGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAA 
TACCAGTGGCGAAGGCGCCTTGCTGGACAGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGATACACCTCAGTGCCG 
AAGGAAACCCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATC 
CCTCTGACGCATCTAGAGATAGGTGTTCCCTTCGGGGCAGAGGAGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTGTGTTACCAGCACGTAA 
AGGTGGGGACTCACAGGTGACTGCCGGCGTAAGTCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCC 
CTTGATGTCCTGGGCTACACACGTGCTACAATGGGCGGTACAGAGGGAAGCGAAGCCGCGAGGTGGAGCC 
AAACCTAGAAAGCCGTTCGTAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTCGGCAACACCCGAAGTCGGTGAGGCAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGGTTGATGATTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTAAGCTTAA 


>gi|265678334|ref|NR_028636.1| Marinomonas primoryensis strain KMM 3633 16S ribosomal RNA, partial 
sequence 
CATGCAAGTCGAGCGGTAACAGAGGAGCTTGCTCCTGCTGACGAGCGGCGGACGGGTGAGTAACGCGTAG 
GAATCTGCCTAGTAGAGGGGGACAACATGTGGAAACGCATGCTAATACCGCATACGCCCTAAGGGGGAAA 
GGAGGGGACTCTTCGGAGCCTTCCGCTATTAGATGAGCCTGCGTGAGATTAGCTAGTTGGTAGGGTAAAG 
GCCTACCAAGGCGACGATCTCTAACTGGTCTGAGAGGATGACCAGTCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGT 
GTGTGAAGAAGGCCTTTAGGGTTGTAAAGCACTTTNCAGGGGTGTAGGAAGGGTGATAGCTTAATACGTT 
ATCATTTTGACGTTAGCCCCAGAAGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGG 
TGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTCGGATGTGAAATCC 
CAGGGCTCAACCTTGGAATGGCACCCGATACTGGCTAGCTAGAGTATGGTAGAGGGGTGTGGAATTTCCT 
NGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGACACCCTGGACTAATACT 
GACACTGAGGTGCGAAAGCGTGGGGAGCAAACNAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GTCTACTAGCCGTTGGGTTGTAATGACTTAGTGGCGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTA 
CGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACATTTGAGAGATCAGATGGTGCCTTCG 
GGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAA 
CGAGCGCAACCCTTGTCCTTATTTGCCAGCACGTAATGGTGGGAACTTTAAGGAGACTGCCGGTGACAAA 
CCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATG 
GCGTATACAGAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCACAAAGTACGTCGTAGTCCGGATTGGA 
GTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCTCCAGAAGTAGCTAGCTTAACCCT 
TCGGGGAGGCGGTTACCAA 


>gi|265678333|ref|NR_028635.1| Rheinheimera pacifica strain KMM 1406 16S ribosomal RNA, partial sequence 
CTACACATGCAAGTCGAGCGGGGTTTTCGGACCTAGCGGCGGACGGGTGAGTAATGTATAGGGAGCTGCC 
CGACAGAGGGGGATACCAGTTGGAAACGACTGTTAATACCGCATAACGTCTACGGACCAAAGTATGGGAC 
CTTCGGGCCATATGCTGTCGGATGCACCTATATGGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGG 
CGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCTGCCGCGTGTGTGAAGAAGG 
CCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGGTGTTGNGTTAATAGCCNNCTTTTTGACGTTAC 
TCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGG 
AATTACTGGGCGTAAAGCGCACGTAGGCGGTTTGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGG 
AATTGCATTCAAGACTGGCAAGCTAGAGTATNGTGAGAGGGGGGTAGAATTCCAAGTGTAGCGGTGAAAT 
GCGTAGAGATTTGGAGGAATACCAGTGGCGAAGGCGGCCCCCTGGCACAATACTGACGCTCAGGTGCNGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCTGTTCG 
TGGTCTTGTACTGTGAGTAGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTCGGTCGCAAGATTAA 
AACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGA 
ACCTTACCTACTCTTGACATCTAGCGAAGATTGTAGAGATACGATTGTGCCTTCGGGAACGCTAAGACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
TCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGG 
GACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGTACGTACAGAGGGA 
GGCAAGCTGGCGACAGTGAGCGGATCTCATAAAGCGTATCGTAGTCCGGATTGGAGTCTGCAACTCGACT 
CCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTAC 
CA 


>gi|265678332|ref|NR_028634.1| Sphingomonas yabuuchiae strain Al-18 16S ribosomal RNA, partial sequence 


TAGAGTTTGATCATGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGGCCCTT 
CGGGGTTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTTGGTTCGGAATAACAGCTGGAAA 
CGGCTGCTAATACCGGATGATGACGAAAGTCCAAAGATTTATCGCCAGAGGATGAGCCCGCGTTGGATTA 
GGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCC 
TGATCCAGCAATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTACCCGGGAAGATAATG 
ACTGTACCGGGAGAATAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGT 
TGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTCAGAGGTGAAAGCCTGGAGCTCA 
ACTCCAGAACTGCCTTTGAGACTGCATCGCTTGAATCCAGGAGAGGTCAGTGGAATTCCGAGTGTAGAGG 
TGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTGACTGGACTGGTATTGACGCTGAGG 
TGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCT 
GTCCGGGCACTTGGTGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAA 
GGTTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACG 
CGCAGAACCTTACCAGCGTTTGACATGTCCGGACGACTGGCAGAGATGCCTTTCTTCCCTTCGGGGACTG 
GAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCGCCTTTAGTTACCATCATTTGGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCAACTACA 
GTGGGCAGCGACCCTGCGAGGGCGAGCTAATCCCCAAAAGTTGTCTCAGTTCGGATTGTTCTCTGCAACT 
CGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCAGAAGGCGTTGCGCCAACCCGTAAGGGAAG 
CAGGCGACCACGGTGGGTTCAGCGACTGGGGTAAGTCGTAACAAGGTAACCGTA 


>gi|265678331|ref|NR_028633.1| Brevundimonas nasdae strain W1-2B 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCATGGCTCAGAGCGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGAACTCTTC 
GGAGTTAGTGGCGGACGGGTGAGTAACACGTGGGAACGTGCCTTTAGGTTCGGAATAACTCAGGGAAACT 
TGTGCTAATACCGAATGTGCCCTTCGGGGGAAAGATTTATCGCCTTTAGAGCGGCCCGCGTCTGATTAGC 
TAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTG 
GGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTG 
ACGCAGCCATGCCGCGTGAATGATGAAGGTCTTAGGATTGTAAAATTCTTTCACCGGGGACGATAATGAC 
GGTACCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTG 
CTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCGGGGCTCAAC 
CTCGGAATTGCCTTTGATACTGGGTGTCTTGAGTATGAGAGAGGTGTGTGGAACTCCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACACACTGGCTCATTACTGACGCTGAGGCT 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTGCTAGTTGT 
CGGGATGCATGCATTTCGGTGACGCAGCTAACGCATTAAGCAATCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGC 
AGAACCTTACCACCTTTTGACATGCCTGGACCGCCAGAGAGATCTGGCTTTCCCTTCGGGGACTAGGACA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGCCATTAGTTGCCATCATTTAGTTGGGAACTCTAATGGGACTGCCGGTGCTAAGCCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTACAGGGTGGGCTACACACGTGCTACAATGGCGACTACAGAGGG 
TTAATCCTTAAAAGTCGTCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTTGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTTGGTTCTACCCGAAGGCGCTGCGCTGACCGCAAGGAAGGCAGGCGACCACGGTAGGGTCAGCGACTG 
GGGTGAAGTCGTAACAAGGTAACCGTA 


>gi|265678330|ref|NR_028632.1| Tistrella mobilis strain JCM 21370 16S ribosomal RNA, partial sequence 
ATAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGGGTCGG 
AACTTCGGTTCCGGCTTACGTGGCGCACGGGTGAGTAACACGTGGGAATCTGCCCATCTATGGGGAATAA 
CTGCGGGAAACTGCAGCTAATACCGCATACGCCCTTCGGGGGAAAGGCTTCGGCCGTAGATGGATGAGCC 
CGCGTCCGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGAT 
GATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAA 
TGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAGCTCTTTCGACG 
GGGAAGATAATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAA 
GGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTTATCAAGTCAGAAGTGAAA 
GCCCGGGGCTCAACTCCGGAACTGCTTTTGAGACTGGTAGGCTGGAGTTCGGGAGAGGGTAGTGGAATTC 
CCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCTGCCTGGCCCGAAA 
CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGAGTGCTGGACGTTGGGATACTTAGTATCGCAGTGTCGTAGCTAACGCGTTAAGCACTCCGCCTGGGGA 
GTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGGACGTCGCGACCCTGGAGACGGGGTTTTCGG 
TTCGGCCGGACGTCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCATCCTTAGTTGCCATCAGTTCGGCTGGGCACTCTAGGGAAACTGCCGGTGA 
TAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTAC 
AATGGCGACTACAGTGGGCAGCGACATCGCGAGGTGAAGCTAATCTCAAAAAGTCGTCTCAGTTCGGATT 
GTACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGCCGGTGAGCTGAC 
CCGTAAGGGAGGCAGCCGTCCACGGTAAGGTCAGCGACTGGGGTGAAGTCGTA 


>gi|265678329|ref|NR_028631.1| Vitellibacter vladivostokensis strain KMM 3516 16S ribosomal RNA, partial 
sequence 

AACACATGCAAGTCGAGGGGTANAGGGTGCTTGCACCCTTGAGACCGGCGCACGGGTGCGTAACGCGTAT 
GCAACCTACCTATTGCAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCCCATAGTCCATATTGAGAGC 
ATTTGAGATATGGTAAAGATTTATCGGCAATAGATGGGCATGCGTCCCATTAGCTAGTTGGTATGGTAAC 


GGCATACCAAGGCTACGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGAC 
CAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCG 
TGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTTTACGGGAAGAAACACCCCCACGTGTGGGGGCT 
TGACGGTACCGTACGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGC 
GTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCGTCTAAGTCAGTGGTGAAATCTCGCGGCT 
CAACCGTGAAATTGCCATTGATACTGGTCGCCTTGAATTAGTGTGAAGTGGCTAGAATATGTAGTGTAGC 
GGTGAAATGCTTAGATATTACATAGAATACCGATTGCGAAGGCAGGTCACTAACACTATATTGACGCTGA 
TGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAG 
CTGTCCGGCCTGCATTGGTAGGCTGGGTGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTT 
CGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATG 
ATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGGGGTGGAAACACCCCCTTCTTCGGACAG 
ACTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGC 
AACCCCTGTCGTTAGTTGCCAGCATGTAAAGATGGGAACTCTAACGAGACTGCCGGTGCAAACCGTGAGG 
AAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCAGGTA 
CAATGGGCAGCCACGCCGCAAGGCGGAGCGAATCCACAAAACCTGTCTCAGTTCGGATCGGGGTCTGCAA 
CTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGAAGCACCTGAAGTCCGTCACCGCGAGGAGCGGCTA 


>gi|265678328|ref|NR_028630.1| Novosphingobium tardaugens strain ARI-1 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGGTTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAACCTGCCTTTAGGTTCGGAATAACAGTTAGAAATGACTGCTAATACCGGATGATGT 
CTTCGGACCAAAGATTTATCGCCTTTAGATGGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCT 
ACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCGCGTAGGCGGCTATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGAAACT 
GGATAGCTAGAATCTTGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACTGACTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCTCATGGAGTTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGA 
CATCCCGCGCTAACCCAAGAGATTGGGTGTTCCCTTCGGGGACGCGGTGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCATCAT 
TAAGTTGGGCACTCTAAGGAAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTACACGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAACCTCGCGAGGGGTA 
GCTAATCTCCAAAAACCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTAGCGAC 
TGGGGTGAAGTCGTACAG 


>gi|265678327|ref|NR_028629.1| Rhodococcus tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
AGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTT 
CGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGG 
GAAACTGGGTCTAATACCGGATACGACCTCGGGCTGCATGGCCTGGGGTGGAAAGGTTTACTGGTGCAGG 
ATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTTTGTCGCG 
TCGTCTGTGAAAACCCACCGCTCAACGGTGGGCCTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGG 
AGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTC 
TCTGGGCAGTAACTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGGTGGGCGCTAGGTGTGGGTTCCTTCCACGGGATCTGTGCCGTAGCTAACGCATTAAGCG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACTGGAAAGCCGTAGAG 
ATACGGCCCCCCTTGTGGCCGGTACACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCCTATCTTATGTTGCCAGCGCGTCATGGCGGGGACTCGTAAGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCA 
CACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCT 
CAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCGGATCAGCATGCC 
A 


>gi|265678325|ref|NR_028627.1| Rarobacter incanus strain YLM-32 16S ribosomal RNA, partial sequence 
TTGATCTGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGGAARGCTTGC 
TTTCTGGATWAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCTTTCACTTTGGGATAACAGTTGG 
AAACGGCTGCTAATACCAGATATGACCTTCTTCCGCATGGTTGGGGGTGGAAAGTTTTTCGGTGGAAGAT 
GCGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCTTCGACGGGTAGCCGGCCTGAG 
AGGGCGACCGGCCACACTGGACTGAGACACGGCCCAACTCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
TAGGGAAGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCTGG 


TGTGAAATCTCACGGCTCAACCGTGAGCTTGCATTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG 
GCCGCTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCG 
TAAACGTTGGGCACTAGGTGTGGGGCTCTTTCCACGAGTTCTGCGCCGTAGCTAACGCATTAAGTGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAATCGCTCAGAGATGG 
GTGCGTCTTCGGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCAT 
GCTACAATGGCCGGTACAAACCGTTGCGATCTCGTGAGGGGGAGCGAATCGGAAAAAGCCGGTCTCAGTT 
CGGATTGGGGTCTGCAACTCGAGCCCATGAAGTCGGAGT YGCTAGTWATCGCAGAWCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTG 
GCCTAACCCTTGTGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTGTAACAAGGTAGCCGT 
ACCGGAAGGTGCGGCTGGATCAC 


>gi|265678324|ref|NR_028626.1| Sphingomonas melonis strain DAPP-PG 224 
sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGATCTTCGGGTCTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCCTTTGGTTCGGAATAACAGTTGGAAACGACTGCTAATACCGGATGATGA 
CGAAAGTCCAAAGATTTATCGCCAGAGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGTGGTAAAGGCGC 
ACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTAAGACT 
GCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGGACTTGGTCTTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGA 
CATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATC 
ATTCAGTTGGGGACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAAACTCGCGAGAGT 
GCGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTAGCG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACC 


>gi|265678323|ref|NR_028625.1| Acetobacter orientalis strain 21F-2 16S 
TGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTTTCG 
GCCTTAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCATGGGTGGGGGATAACTCTGGGAAACTG 
GAGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCGAGTCGCCTGTGGAGGAGCCTGCGTTTGATTAG 
CTTGTTGGTGGGGTAATGGCCTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCT 
GATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGA 
CGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTT 
GCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACAGTCAGATGTGAAATCCCCGGGCTTAA 
CCTGGGAGCTGCATTTGATACGTGCAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGT 
GAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTGAGGC 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTAGATG 
TTGGGTAACTTAGTTATTCAGTGTCGCAGTTAACGCGTTAAGCACACCGCCTGGGGAGTACGGCCGCAAG 
GTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GCAGAACCTTACCAGGGCTTGTATGGGTAGGCTGTGTCCAGAGATGGGCATTTCCCGCAAGGGACCTACC 
GCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACA 
GTGGGAAGCTAGATGGCGACATCGTGCTGATCTCTAAAAACCGTCTCAGTTCGGATTGTACTCTGCAACT 
CGAGTACATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGGGCGC 
A 


16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 


>gi|265678322|ref|NR_028624.1| Bacillus funiculus strain NAF001 16S ribosomal RNA, partial sequence 


TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGGTTC 
TTCGGAACCTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACCGGGATAACTTCGGG 
AAACCGAAGCTAATACCGGATACTTTCGAGCATCGCATGATGCTTGATGGAAAGACGGCTTCGGCTGTCA 
CTTACAGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGC 
CGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTA 
AAGCTCTGTTGTTAAGGAAGAACAAGTACGAGAGTAACTGCTCGTACCTTGACGGTACTTAACGAGAAAG 
CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCG 
TAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGA 
AACTGGGAAACTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTG 


GAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCT 
TTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCCTCTGACAACCCTAGAGATAGGGCTTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCC 
AGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGAGTCGCAAGACCGCGAG 
GTGGAGCTAATCTCATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTACGGGAGCCAGCCGCCTAAGGTGGGACA 
GATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTC 


>gi|265678321|ref|NR_028623.1| Lactobacillus equi strain YIT 0455 16S ribosomal RNA, partial sequence 
GTAGCTTGCTACACCGATAAGAAATTGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTAAAG 
AGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATATCTCTTAGAACCGCATGGTTCTGGGATGAAA 
GGTGGCGTAAGCTATCACTTTAGGATGGACCCGCGGCGTATTAGCTTGTTGGTGGGGTAATGGCCTACCA 
AGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCT 
ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAATGAAG 
AAGGCCTTCGGGTCGTAAAATTCTGTTGTTAGAGAAGAACATGCAGGAGAGTAACTGTTCTTGTATTGAC 
GGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTG 
TCCGGATTTATTGGGCGTAAAGGGAACGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAAC 
CGAAGAATTGCATTGGAAACTGGAAGACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTG 
GAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTT 
CGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAAGTGT 
TGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCAATAAGTATTCCGCCTGGGGAGTACGGCCGCAAG 
GCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAGGTCTTGACATCTTTTGACCATCTGAGAGATCAGATTTTCCCTTCGGGGACAAAAT 
GACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTTGTCAGTTGCCAGCATTAAGTTGGGCACTCTGGCGAGACTGCCGGTGACAAACCGGAGGAAGGT 
GGGGACGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACG 
AGTYGCTAACCCGCGAGGGTACGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGCAACTCG 
CCTACATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGGGTAACCTTTTAGGAGCTAGC 
CGTCTAAGGTGGG 


>gi|265678320|ref|NR_028622.1| Sphingobium amiense strain Y 16S ribosomal RNA, partial sequence 
CTGGCGGCATGCCTAATACATGCAAGTCGAACGAGATCTTCGGATCTAGTGGCGCACGGGTGCGTAACGC 
GTGGGAATCTGCCCTTGGGTTCGGAATAACGTCGGGAAACTGACGCTAATACCGGATGATGACGTAAGTC 
CAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGC 
GACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGATGAAGG 
CCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGT 
AGGCGGCGATTTAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCTTTGAGACTGGATTGCT 
TGAATCCTGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAG 
TGGCGAAGGCGGCTCACTGGACAGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGCCGGGGCACATGGTGTTTCGGTGGCGCAGC 
TAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCT 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACGTTTGACATCCCTA 
TCGCGGATCGTGGAGACACTTTCCTTCAGTTCGGCTGGATAGGTGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCATTTAG 
TTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTACGCGTTGGGCTACACACGTGCTACAATGGCGACTACAGTGGGCAGCGACCTCGCGAGGGGAAGCTA 
ATCTCCAAAAGTCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAA 
TCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
TGGATTCACTCGAAGGCGTTGAGCTAACCCGCAAGGGAGGCAGGCGACCACAGTGGGTTTAGCGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTG 


>gi|265678319|ref|NR_028621.1| Streptomyces tauricus strain JCM 4837 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTA 
GTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCT 
AATACCGGATAATACTTCCACTCGCATGGGTGGGGGTTGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGG 
CCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAA 
GAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGATGTGAAA 
GCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGACTAGAGTGTGGTAGGGGAGATCGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGG 
TGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTT 


AATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCCGTAGAGATACGGCCCCC 
CTTGTGGTCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACG 
TGCTACAATGGCAGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCTGTCTCAGT 
TCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGT 
GGCCCAACCCCCTTGTGGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGG 
TAGCCGTAG 


>gi|265678318|ref|NR_028620.1| Bacillus akibai strain 1139 16S ribosomal RNA, complete sequence 


AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTAATGG 
GAGCTTGCTCCCAGAGGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACTGGGAT 
AACACCGAGAAATCGGTGCTAATACCGGATAACTTCCGAGGTCACCTGACCTTGGATTAAAAGATGGCTC 
CGGCTATCACTACAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACG 
ATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGATTT 
CGGTTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCRAATAGGGCGGYACCTTGACGGTACCT 
AACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTYGTCCGGAA 
TTATTGGGCGTAAAGCGCGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGGAGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCG 
TAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGT 
TTCGATGCCCTTAGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAGGTCTTGACATCCTTTGACCACCCTAGAGATAGGGCTTTCCCCTTCGGGGGCAAAGTGACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGA 
TCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAC 
GACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGAGCAGC 
AAAACCGCGAGGTCGAGCCAATCTCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACA 
TGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTTTGGGAGCTAGCCGCCT 
AAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAACCAAGCCGAATTCT 


>gi|265678317|ref|NR_028619.1| Pseudomonas psychrophila strain E-3 16S 
TAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGANCGGTAGAGAG 
AAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATACCTAGGAATCTGCCTGATAGTGGGGGATAA 
CGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCT 
ATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCCGTAACTG 
GTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAA 
GCACTTTAAGTTGGGAGGAAGGGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACAGAATAAGCA 
CCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA 
AAGCGCGCGTAGGTGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAA 
CTGGCAAGCTAGAGTATGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAA 
GGAACACCAGTGGCGAAGGCGACTACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGTCTTGAACTCTTA 
GTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTT 
GACATCCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGC 
ACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCA 
TCATGGCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGT 
GGAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATC 
GCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGTTGCACCAGAAGTAGCTAGTCTAACCCTCGGGAGGACGGTTACCACGGTGTGATTCATGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACTGCGGCTGGATCACCTCCTTA 


>gi|265678316|ref|NR_028618.1| Nonomuraea roseoviolacea strain A-5 16S 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGGGCGGCGAACGGG 
TGAGTAACACGTGAGCAACCTGCCCCTGACTTTGGGATAAGCCCGGGAAACTGGGTTTAATACCGGATAC 
GACCGCCCCCGGCATCGGGTGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTT 
GTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAC 
GCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGT 
GTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGCTCACGTCTGCCGTGAAAGCCCGCAGCTTAACT 
GCGGGTCTGCGGTGGATACGGGCCGGCTAGAGGTAGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGA 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTG 
GGACCCTTCCACGGGTTCCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCG 
AAGAACCTTACCAAGGTTTGACATCACCCGGAAACGCTCAGAGATGGGCGCCTCTTCGGACTGGGTGACA 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GCTCCATGTTGCCAGCAGGCACTTTGGTTGTGCTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGT 
ACAGAGGGCTGCTAAGCCGTGAGGCGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGC 
AACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCGCAAGG 
GGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTT 


>gi|265678315|ref|NR_028617.1| Lactobacillus algidus strain M 6 A9 16S ribosomal RNA, partial sequence 
GATTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCATTGTTCTTCACCGAGTGCTTGCACTC 
ACCGAAGACAATGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCAAAAGAGGGGGATAACACT 
TGGAAACAGGTGCTAATACCGCATAATTTGTCAAACCGCATGGTTTGATAATGAAAGACGGCGTAAGCTG 
TCACTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAAAGGCCCACCAAGGCAATGATACGT 
AGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAG 
TAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATC 
GTAAAGCTCTGTTGTTAGAGAAGAATGTAGGTAAGAGTAACTGTTTACCTAGTGACGGTATCTAACCAGA 
AAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGG 
GCGTAAAGCGAACGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAAATGCATT 
GGAAACTGGATAACTTGAGTGCAGAAGAGGAGAGTGGAACACCATGTGTAGCGGTGAAATGCGTAGATAT 
ATGGTAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCATGGGTA 
GCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGC 
CCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCA 
GGTCTTGACATCTTCTGACAAACCTAGAGATAGGCCGTTCCCTTCGGGGACAGAATGACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATTAGTT 
GCCAGCATTTAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAA 
ATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTTGCGAGACCGC 
GAGGTTAAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTG 
GAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGAGAGTTTGTAACACCCAAAGCCGGTGAGGTAACCTTTTAGGAGCCAGCCGTCTAAGGTGGGA 
CAGATGATTAGGGTGAAGTCGTAACAAGGTA 


>gi|265678314|ref|NR_028616.1| Acetobacter indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 
TGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTTTCG 
GCCTTAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCGTGGGTGGGGGATAACTCTGGGAAACTN 
GNGCTNTAATACCGCATGACACCTGAGGGTCAAAGGCGCAAGTCGCCTGCGGAGGAGCCTGCGTTTGATT 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACC 
CTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCGGCGGGGACGATGAT 
GACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCG 
TTGCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACAGTCAGATGTGAAATCCCCGGGCTT 
AACCTGGGAGCTGCATTTGAGACGTGCAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAG 
GTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTNGANGNCTG 
AGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTG 
GATGTTGGGTAACTTAGTTATTCAGTGTCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCG 
CAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 
ACGCGCAGAACCTTACCAGGACTTGTATGGGTAGGCTGTATTCAGAGATGGATATTTCCCGCAAGGGACC 
TACCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCCTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGA 
GGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGT 
GACAGTGGGAAGCTAGATGGCGACATCGTGCTGATCTCTAAAAGCCGTCTCAGTTCGGATTGCACTCTGC 
AACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGG 
GCGCANNCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACANNGGNAC 


>gi|265678313|ref|NR_028615.1| Acetobacter peroxydans strain NBRC 13755 16S ribosomal RNA, partial 
sequence 
CGCACGAAGGTTTCGGCCTTAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCATGGGTGGGGGAT 
AACACTGGGAAACTGGTGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAG 
CCTGCGTTCGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTTTGAGAGG 
ATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGA 
CGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACG 
AAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTTGACAGTCAGATGTGA 
AATCCCCGGGCTTAACCTGGGAGCTGCATTTGAGACGTTAAGACTAGAGTGTGAGAGAGGGTTGTGGAAT 
TCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCAT 
TACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAAC 
GATGTGTGCTAGATGTTGGGTAACTTAGTTACTCAGTGTCGCAGTTAACGCGTTAAGCACACCGCCTGGG 
GAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGAATGTGGAGGCTGTAGGCAGAGATGTCTATTTCT 
TCGGACCTCCAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACA 
AGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAA 


TGGCGGTGACAGTGGGAAGCTATGTGGTGACACAGTGCTGATCTCTAAAAGCCGTCTCAGTTCGGATTGC 
ACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCG 
CAAGG 


>gi|265678312|ref|NR_028614.1| Acetobacter orleanensis strain NBRC 13752 16S ribosomal RNA, partial 
sequence 
TGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTTTCG 
GCCTTAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCACGGGTGGGGGATAACTCCGGGAAACTG 
GAGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTTGATTAG 
CTTGTTGGTGGGGTAATGGCCTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCT 
GATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCGGCGGGGACGATGATGA 
CGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTT 
GCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACAGTTAGATGTGAAATCCCCGGGCTTAA 
CCTGGGAGCTGCATTTAAGACGTATAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGT 
GAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGC 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATG 
TTGGGTAACTTAGTTACTCAGTGTCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAG 
GTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GCAGAACCTTACCAGGGCTTGTATGGGTAGGCTGTGTCCAGAGATGGGCATTTCCCGCAAGGGACCTACC 
GCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGATGACA 
ATGGGAAGCTAGATGGCGACATCGTGCTGATCTCAAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACT 
CGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAAGCATGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGGGCG 
CAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTACA 


>gi|265678311|ref|NR_028613.1| Streptomyces scabrisporus strain KM-4927 16S ribosomal RNA, partial 
sequence 
TCGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTTCGGG 
GTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCTGCACTCTGGGATAACTTCGGGAAA 
CCGGAGCTAATACCGGATAACATCCTCCTCCGCATGGTGGGGGGTTGAAAGTTCCGGCGGTGCAGGATGG 
GCCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTTCTACGGGAGGCAGCAGTGGGGAATATTGCG 
CAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGTAAACCTCTTTCAG 
CAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGA 
TGTGAAAACTCGGGGCTTAACCCCGAGCCTGCATTCGATACGGGCAGGCTAGAGTTCGGCAGGGGAGACT 
GGAATTCCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCTTGGTAGTCCACGCC 
GTAAACGTTGGGAACTAGGTGTGGGCGACATTCAACGTCGTCCGTGCCGCAGTTAACGCATTAAGTTCCC 
CGCTTGGGGAGTACGGCCGCAAGGCTAAAACTTAAAGGAATTGACGGGGGCCCGCACAAGAGGCGGAGCA 
TGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACATCTGGAGACA 
GGTGCCCCTCACGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTCGTTCTGTGTTGCCAGCATGCCTTCGGGGTGATGGGGACTTCACAGG 
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCT 
GCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGG 
TCTCAGTTCGGATTGGTGTCTGCAACTCGACCCCGTGAAGTCGGAGTCTCTAGTAATCGCAGATCAGCAT 
CGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGA 
AGCCGGTGGCCCAACTCGCAAGAGGGGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGTAAC 
AAGGTAGCC 


>gi|265678310|ref|NR_028612.1| Acrocarpospora macrocephala strain IFO 16266 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAAGGCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACC 
GGATATGACACACGATGGCATCGTCTGTGTGTGGAAAGTTTTCGGTTGGGGATGGGCTCGCGGCCTATCA 
GCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCC 
TGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTG 
ACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCG 
TTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCTGCCGTGAAAGCCCGTGGCTT 
AACTGCGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCG 
GTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCGGTTCTGACGCTGAG 
GAGCGAGAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGG 
TGTGGGGGGCTTCCACGTTTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAA 
CGNNAAGAACCTTACCAAGGTTTGACATCACCCGGAAAGCTGCAGAGATGTGGCCCTCTTCGGACTGGGT 
GACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTTCCATGTTGCCAGCAACGGNNNNNNTCGGTTGGGGACTCATGGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCC 


GGTACAGAGGGTTGCGATGCCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTC 
TGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCACT 
TGTGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGT 


>gi|265678309|ref|NR_028611.1| Clostridium hiranonis strain TO-931 16S 
ACATGCAAGTCGAGCGATTCTCTTCGGAGAAGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCC 
TGTACACACGGATAACATACCGAAAGGTATGCTAATACGGGATAATATATAAGAGTCGCATGACTTTTAT 
ATCAAAGATTTTTCGGTACAGGATGGACCCGCGTCTGATTAGCTTGTTGGCGGGGTAACGGCCCACCAAG 
GCGACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAA 
GGCCTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGC 
GTAGGCGGTCTTTCAAGTCAGGAGTTAAAGGCTACGGCTCAACCGTAGTAAGCTCCTGATACTGTCTGAC 
TTGAGTGCAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCA 
GTAGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCTGTAAACGATGAGTACTAGTTGTCGGAGGTTACCCCTTCGGTGCCGCAGCT 
AACGCATTAAGTACTCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCG 
CACAAGTAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGGCTTGACATCCTTCT 
GACCGAGGACTAATCTCCTCTTTCCCTCCGGGGACAGAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCATCATTAAGTTG 
GGCACTCTAGAGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 
ATGCCTAGGGCTACACACGTGCTACAATGGGTGGTACAGAGGGCAGCCAAGCCGTGAGGTGGAGCAAATC 
CCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATC 
GCAGATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTG 
GAGACACCCGAAGCCGACTATCTAACCTTTTGGGAGAAGTCGTCCCCCTCGAATCAATACCCC 


ribosomal RNA, partial sequence 


>gi|265678308|ref|NR_028610.1| Agromyces rhizospherae strain 14 16S ribosomal RNA, partial sequence 


TTTGATCCTGGCTCAGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGTGCTT 
GCACCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAACCCCG 
AGAAATCGGAGCTAATACCGGATAGGACTTCGCACCGCATGGTGTGGGGTGGAAAGTTTTTCGGTTTGGG 
ATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGAACTCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTTAGTAGGGAAGAAGGGCTTCGGCTTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGT 
CGCGTCTGCTGTGAAAAACCGAGGCTCAACCTCGCGCCTGCAGTGGGTACGGGCAGACTCGAGTGCGGTA 
GGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCA 
GGTCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCCGGTAG 
TCCACGCCGTAAACGTTGGGCACTAGATGTGGGGCTCTTTCCACGGGTTCCGGGTCGTTAGTAACGCATT 
AAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGCCT 
CAGAAATGAGGAACTCTTTGGACACTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTCTGTTGCCAGCACGTCATGGTGGGAACTCAG 
GGGAAACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGG 
GCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCGAATCCCAAAAAGC 
CGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACC 
CGAAGCCGGTGGCCCAACCCTTGTGGAGGGACTGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAA 
CAAGGTAGCCGTACCGGAATGTGCGCTGGCACTCCTCCTA 


>gi|265678306|ref|NR_028608.1| Mogibacterium pumilum strain D2-18 16S ribosomal RNA, partial sequence 


TTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGATGTTAGTGCAT 
GAACTTCGGGGGATTATATTAACGGACAGCGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCCTTGAC 
AGAGGGATAGCCATTGGAAACGATGATTAAAACCTCATAACACCGTAGAAGCACATGCTTCAACGGTCAA 
AGATTTATCGGTCAGGGATGGGCCTGCGTCTGATTAACTAGTTGGTGAGGTAACGGCTCACCAAGGTGAC 
GATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTTCTACGGAAG 
GCAGCAGTAGGGAATCTTGCACAATGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGCTTC 
GGGTTGTAAACTTCTGTTCTAAGGGAAGAAACAAATGACGGTACCTTAGGAGCAAGCCCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAG 
GTGGTTACCTAAGCGCAAGGTTTAATTTAGAGGCTCAACCTCTACTTGCCTTGCGAACTGGGCTACTTGA 
GTGCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGG 
CGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAGCACTAGGTGTTGGGTCCGTTAGGCTCAGTGCCGCAGTTAACG 
CAATAAGTGCTCCGCCTGGGGAGTACGCTCGCAAGAGTAAAACTCAAAGGAATTGACGGGGACCCGCACA 
AGCAGCGGACATGTGGTTTAATTCGAAGCAACGCGNNAGAACCTTACCAGGGCTTGACATCCTGCTGACA 
GGATCTTAACCGATCCCTTCTTCGGACAGCAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAGTTACTAACATTCAGTTGAGGACTCT 
AGCGAGACTGCCGAGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCTG 
GGCTACACACGTGCTACAATGGTCGGTACAATGAGAGGCAATACTGCGAAGTGGAGCGAATCACCAAAAC 
CGATCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCAGATCAG 
AATGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGTGCCC 
GAAGTCGGCTAATTAATCTGTCGCCTAAGGCAAAACCAATGACTGGGGTGAAGTCGTAACAAGGTACGCG 


>gi|265678305|ref|NR_028607.1| Bacteroides acidifaciens strain A40 16S 
TATCATGGCTCAAGATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGAGGGGCAGCATGAAAGTTTG 
CTTGCAAACTTTTGATGGCGACCGGCGCACGGGTGAGTAACACGTATCCAACCTGCCTCATACTCGGGGA 
TAGCCTTTCGAAAGAAAGATTAATACCCGATGTCATAGTCCTACCGCATGATGGGATTATTAAAGAATTT 
CGGTATGGGATGGGGATGCGTTCCATTAGTTAGTTGGCGGGGTAACGGCCCACCAAGACAACGATGGATA 
GGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCTACGGGAGGCAGCAGTG 
AGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCTATGGGTTG 
TAAACTTCTTTTATATGGGAATAAAATGTTCCACGTGTGGGATTTTGTATGTACCATATGAATAAGGATC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAA 
GGGAGCGTAGGTGGATTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACT 
GGCAGTCTTGAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAG 
AACTCCGATTGCGAAGGCAGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACA 
GGATTAGATACCCTGGTAGTCCACACAGTAAACGATGAATACTCGCTGTTTGCGATATACGGCAAGCGGC 
CAAGCGAAAGCATTAAGTATTCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGG 
GGCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTAAATTG 
CACCTGAATAATGTGGAAACATGTTAGCCGTAAGGCAGGTGTGAAGGTGCTGCATGGTTGTCGTCAGCTC 
GTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCTTATCTTCAGTTACTAACAGGTCATGC 
TGAGGACTCTGGAGAGACTGCCGTCGTAAGATGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCC 
TTACGTCCGGGGCTACACACGTGTTACAATGGGAGGTACAGAAGGCCGCTACCTGGCGACAGGATGCCAA 
TCCCCAAAACCTCTCTCAGTTCGGATCGAAGTCTGCAACCCGACTTCGTGAAGCTGGATTCGCTAGTAAT 
CGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGC 
CGGGGGTACCTGAAGTACGTAACCGCAAGATCGTCCTAGGGTAAAACTGGTAATTGGGGCTAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTGCG 


ribosomal RNA, partial sequence 


>gi|265678304|ref|NR_028606.1| Nonomuraea longicatena strain NRRL 15532 16S ribosomal RNA, partial 


sequence 
GACGAACGCTGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGA 
ACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACCAGGTCTAATACCG 
GATACGACACACCCCGGCATCGGGCGTGTGTGGAAAGTTTTTTCGGTCGGGGATGGGCTCGCGGCCTATC 
AGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGC 
CTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAATT 
GACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGC 
GTTGTCCGGAATCATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCCGCCGTGAAAGCCCGCAGCT 
TAACTGCGGGTCTGCGGTGGATACGGGCCGGCTAGAGGTAGGCAGGGGCAAGTGGAATTCCTGGTGTAGC 
GGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAG 
GTGTGGGGGTCTTCCACGATCTCCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGACAGCCGCGGAGACGCGGTCTTCTTCGGATCGGG 
TGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGCTCCATGTTGCCAGCACGCCAGGTTTCCTGGTGGTGGGGACTCATGGGGGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAAT 
GGCCGGTACAGAGGGCTGCTAAGCCGTGAGGCGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACC 
ACCTTGTGTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACCAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCCTTAA 


>gi|265678303|ref|NR_028605.1| Microbispora corallina strain DF-32 16S 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACC 
GGATATGACACATGGTCGCATGAGCGGTGTGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTAT 
CAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAG 
CCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGT 
TGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTTGCGTCTGCCGTGAAAGCCCGTGGC 
TTAACTACGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTA 
GGTGTGGGGGTCTTCCACGATTCCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGC 
AACGCGAAGAACCTTACCAAGGTTTGACATACACCGGAAACCTTTNGAGACGGAGGCCTCCTTTGGACTG 
GTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGTTCCATGTTGCCAGCACGCCTTCGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGT 
CGGTACAGAGGGTTGCGATGCCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACT 
TGTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGGACG 


ribosomal RNA, partial sequence 


>gi|265678302|ref|NR_028604.1| Collinsella aerofaciens strain JCM 10188 16S ribosomal RNA, partial 


sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGGCACCCCTC 
TCCGGAGGGAAGCGAGTGGCGAACGGCTGAGTAACACGTGGAGAACCTGCCCCCTCCCCCGGGATAGCCG 
CCCGAAAGGACGGGTAATACCGGATACCCCGGGGTGCCGCATGGCGCCCCGGCTAAAGCCCCGACGGGAG 
GGGATGGCTCCGCGGCCCATCAGGTAGACGGCGGGGTGACGGCCCACCGTGCCGACAACGGGTAGCCGGG 
TTGAGAGACCGACCGGCCAGATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TCTTGCGCAATGGGGGGAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGCCTTCGGGTCGTAAACC 
GCTTTCAGCAGGGAAGAGTCAAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCAGGC 
CGGGGGTCGAAGCGGGGGGCTCAACCCCCCGAAGCCCCCGGAACCTCCGCGGCTTGGGTCCGGTAGGGAG 
GGTGGAACACCGGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGATGGCGAAGGCGGCCCTC 
TGGGCCAAGACCGACGCTGAGGCGCGAAAGC TGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCCAG 
CCGTAAACGATGGACGCTAGGTGTGGGGGGACGATCCCCCCGTGCCGCAGCCAACGCATTAAGCGTCCCG 
CCTGGGGAGTACGGCCGCAAGNTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGT 
GGCTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATATGGGTGAAGCGGGGGAGACCCGTG 
GCCGAGAGGAGCCCATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCCCGCCGCGTGTTGCCATCGGGTGATGCCGGGAACCCACGCGGGACCGCCGCCG 
TCAAGGGGAGGAGGGCCGGGACGACGTCAAGTCATCATGCCCCTTATGCCCTGGGCTGCACACGTGCTAC 
AATGGCCGGTACAGAGGGATGCCACCCCGCGAGGGGAGCGGATCCCGGAAAGCCGGCCCCAGTTCGGATT 
GGGGGCTGCAACCCGCCCCCATGAAGTCGGAGTTGCTAGTAAACGCGGATCAGCATGCCGCGGTGAATGC 
GTTCCCGGGCCTTGTACACACCGGCCGTCACACCACCCGAGTCGTCTGCACCCGAAGTCGCCGGCCCAAC 
CGAGAGGGGGGAAGCGCCGAAGGTGTGGAAGGTTAAGGGGGTTAAGTCGTAACAAAGGTAACC 


>gi|265678301|ref|NR_028602.1| Moritella yayanosii strain DB21MT-5 16S 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGAAACGAAG 
AATAGCTTGCTATTCTGGCGTCGAGCGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTAGTCGAGGGG 
GACAACAGTTGGAAACGACTGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCCTCTTCTTGAAAGC 
TCTCGCGACTAGATGAGCCCAAGTGGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCC 
CTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATACCGCGTGTATGAAGAAGGCCTTAGGG 
TTGTAAAGTACTTTCAGCAAGGAGGAAAGGTGGTGACTTAATACGTTATCACTGTGACGTTACTCGCAGA 
AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCA 
TTTCGAACTGGCAAACTAGAGTTCTTGAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAG 
ATCTGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGCAAGTAACTGACGCTCAGATGCGAAAGCGTGGG 
TAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTTCCTTGA 
GAACTGGGCTCTTAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TACTCTTGACATCCATAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTATGAGACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATT 
TGCCAGCACGTAATGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGT 
CAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCTGCAAACC 
AGCAATGGTAAGCGAATCCCACAAAGTGCGTCGTAGTCCGGATTGGGGTCTGCAACTCGACCCCATGAAG 
TCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCTTCGGGAGGGCGATGACCACGGTGT 
GGTTCATGACTGGGTG 


>gi|265678300|ref|NR_028601.1| Microbacterium halophilum strain 76 16S 
AGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCAGAGCTTGCTCTGTGGATCA 
GTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTGGACTCTGGGATAAGCGCTGGAAACGGCGTCT 
AATACTGGATACGAGACACCACCGCATGGTGAGTGTTTGGAAAGATTTTTCGGTCTGGGATGGGCTCGCG 
GCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTGGCAGGGAA 
GAAGCTTCGGGTTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGGTGTGA 
AAACCCCAGGGTCAACCTCGGGCTGCAGTGGGTGGGGGCAGACTAGAGTGCGGTAGGGGAGAGTGGAATT 
CCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTT 
ACTGACGCTGAGGAGCGAAAGGGTGGGGAGCGAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACG 
TTGGGAACTAGTTGTGGGGTCCTTTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGG 
GGANTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAACGCCGTAGAAATACGGAACT 
CTTTGGACACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTA 
CAATGGCCGGTACAATGGGCGGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGA 
TTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCC 
AACCCTTGTGGAGGGAGCTGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGC 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


>gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa strain I-132 16S ribosomal RNA, partial sequence 


TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCT 
TCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAATCTGCCCTTGACTCTGGGATAACTTCG 
GGAAACCGGAGCTAATACCGGATATGACACATAGCCGCATGGTTTGTGTGTGGAAAGATTTATCGGTCAA 
GGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATAT 
TGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGCTTCGGGTCGTAAACCTCTT 
TCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGT 
CTGCTGTGAAAACTCAGGGCTTAACCCTGAGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCT 
CTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGTTGGGCGCTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCACTAACGCATTAAGCGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGGGTGAAAACTCGCAGAGA 
TGCGGGGTCCGCAAGGGCGCCTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAGACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACG 
CATGCTACAATGGCCAGTACAAAGGGCTGCGAGACCGTGAGGTGGAGNGAATCCCAAAAAGCTGGTCTCA 
GTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCG 
GTGGCCCAACCCGTAAGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTAGGACGAAGTCGTAACAAGGT 
AACC 


>gi|265678298|ref|NR_028599.1| Kineosporia succinea strain I-273 16S ribosomal RNA, partial sequence 


TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCT 
CTTCGGAGGGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAATCTGCCTCTGACTCTGGGATAACCA 
CGGGAAACGGTGGCTAATACCGGATATGACACATGGCTGCATGGTCTGTGTGTGGAAAGTTTTTCGGTCA 
GGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCNNAATGAGGGATGAAGGCTTCGGGTCGTAAACCTC 
TTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGC 
GTCTGCTGTGAAAACCTAGGGCTTAACTCTGGGCGTGCAGTGGGTACGGGCAGGCTAGAGTGTGGTAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCCACTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ATGCCGTAAACGTTGGGCGCTAGGTGTGGGGCACATTCCACGTGTTCTGCGCCGCACTAACGCATTAAGC 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGGGTGAAAACTCGTAGA 
GATACGGGGTCCGCAAGGGCGCCTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTTATGGTGGGGACTCATGGGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCA 
CGCATGCTACAATGGCCAGTACAAAGGGCTGCGAGACCGTGAGGTGGAGTTAATCCCAAAAAGCTGGTCT 
CAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGC 
CGATGGCCTAACCCGTAAGGGAGGGAGTCGTCGAAGGTGGGACTGGCGATTAGGACGAAGTCGTAACAAG 
GTAACC 


>gi|265678297|ref|NR_028598.1| Streptococcus pyogenes strain I-273 16S 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGACGAACGGGTGAG 
TAACGCGTAGGTAACCTACCTCATAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAGAGA 
GACTAACGCATGTTAGTAATTTAAAAGGGGCAATTGCTCCACTATGAGATGGACCTGCGTTGTATTAGCT 
AGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGA 
CCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAATGATGGT 
GGGAGTGGAAAATCCACCAAGTGACGGTAACTAACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGT 
CTGAAGTTAAAGGCATTGGCTCAACCAATGTACGCTTTGGAAACTGGAGAACTTGAGTGCAGAAGGGGAG 
AGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTC 
TGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAGTGCTAGGTGTTAGGCCCTTTCCGGGGCTTAGTGCCGGAGCTAACGCATTAAGCACT 
CCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGATGCCCGCTCTAGAGAT 
AGAGTTTTACTTCGGTACATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACT 
GCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACA 
CGTGCTACAATGGTTGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTTAAAGCCAATCTCA 
GTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCG 


ribosomal RNA, partial sequence 


>gi|228716249|ref|NR_027549.1| Escherichia fergusonii ATCC 35469 16S ribosomal RNA, partial sequence 


GCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGRATCAGCTTGCTGATTCGCTGACGAGTG 
GCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATA 
CCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGAT 


TAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGG 
GAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTT 
AAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAG 
AGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGG 
CCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAG 
TCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAAGTTTTCAGA 
GATGAGAATGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGG 
AGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCT 
ACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCG 
TCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAAT 
GCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAA 
GTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAG 
GTA 


>gi|228716127|ref|NR_027547.1| Anaeromyxobacter dehalogenans 2CP-1 16S 
AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAAAGCCC 
GCAAGGGTGAGTAAAGCGGCGCACGGGTGCGTAACACGTGGGTAATCTGCCCTAGAGTCCGGAATAACTC 
GCCGAAAGGCGTGCTAATGCCGGATGAGACCACGGGAGCTTCGGCTCCTGCGGGAAAAGGTGGCCTCTGT 
ACACAAGCTATCGCTCTAGGATGAGCCCGCGGCCCATCAGCTCGTTGGCGGGGTAACGGCCCACCAAGGC 
AACGACGGGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGTGTGATGAAGG 
TCTTCGGATCGTAAAGCACTGTCGCGAGGGACGAATAAGGGACGGGCGAACAGTCCGTTTCGATGACGGT 
ACCTCGAGAGGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTGTTC 
GGAATTATTGGGCGTAAAGCGCGTGTAGGCGGCCTAGCAAGTCGGATGTGAAAGCCCTCGGCTTAACCGA 
GGAAGTGCGTTCGAAACTACTGGGCTTGAGTACCGGAGAGGGTGGCGGAATTCCCGGTGTAGAGGTGAAA 
TTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGGATACTGACGCTGAGACGCGA 
AAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGCGCTAGGTGTTGC 
GGGTGTTGACCCCTGCAGTGCCGCAGCTAACGCATTAAGCGCTCCGCCTGGGAAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCA 
GAACCTTACCTGGTCTTGACATCCTCGGAACCTCTCAGAGATGAGGGGGTGCCCGCAAGGGAACCGAGAG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CCTGCCGTTAGTTGCCATCATTCAGTTGGGCACTCTAACGGGACTGCCGGCGTCAAGCCGGAGGAAGGTG 
GGGATGACGTCAAGTCCTCATGGCCTTTATGACCAGGGCTACACACGTGCTACAATGGCCGGTACAGAGG 
GTCGCCAAGTCGCGAGACGGAGCTAATCCCAGAAAACCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGA 
CTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTCAGTTGCTCCAGAAGTGGCCGCGCCAACCCGCAAGGGAGGCAGG 
TCCCTAAGGAGTGGCTGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGAT 
CACCTCCTT 


ribosomal RNA, partial sequence 


>gi|228715451|ref|NR_027532.1| Ureaplasma parvum serovar 3 str. ATCC 27815 16S ribosomal RNA, partial 


sequence 
ATTAACGCTGGCGGCATGCCTAATACATGCAAATCGAACGAAGCCTTTTAGGCTTAGTGGTGAACGGGTG 
AGTAACACGTATCCAATCTACCCTTAAGTTGGGGATAACTAGTCGAAAGATTAGCTAATACCGAATAATA 
ACATCAATATCGCATGAGAAGATGTAGAAAGTCGCTCTTTGTGGCGACGCTTTTGGATGAGGGTGCGACG 
TATCAGATAGTTGGTGAGGTAATGGCTCACCAAGTCAATGACGCGTAGCTGTACTGAGAGGTAGAACAGC 
CACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGC 
AAGCCTTATGAAGCAATGCCGCGTGAACGATGAAGGTCTTATAGATTGTAAAGTTCTTTTATATGGGAAG 
AAACGCTAAGATAGGAAATGATTTTAGTTTGACTGTACCATTTGAATAAGTATCGGCTAACTATGTGCCA 
GCAGCCGCGGTAATACATAGGATGCAAGCGTTATCCGGATTTACTGGGCGTAAAACGAGCGCAGGCGGGT 
TTGTAAGTTTGGTATTAAATCTAGATGCTTAACGTCTAGCTGTATCAAAAACTGTAAACCTAGAGTGTAG 
TAGGGAGTTGGGGAACTCCATGTGGAGCGGTAAAATGCGTAGATATATGGAAGAACACCGGTGGCGAAGG 
CGCCAACTTGGACTATCACTGACGCTTAGGCTCGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGT 
AGTCCACACCGTAAACGATCATCATTAAATGTCGGCCCGAATGGGTCGGTGTTGTAGCTAACGCATTAAA 
TGATGTGCCTGGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGGT 
GGAGCATGTTGCTTAATTTGACAATACACGTAGAACCTTACCTAGGTTTGACATCTATTGCGATGCTATA 
GAAATATAGTTGAGGTTAACAATATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCCTTTCGTTAGTTACTTTTCTAGCGATACTGCTACCGCAAGGTA 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATATCTAGGGCTGCAAACGTGCTACAATGGCT 
AATACAAACTGCTGCAAAATCGTAAGATGAAGCGAAACAGAAAAAGTTAGTCTCAGTTCGGATAGAGGGC 
TGCAATTCGTCCTCTTGAAGTTGGAATCACTAGTAATCGCGAATCAGACATGTCGCGGTGAATACGTTCT 
CGGGTCTTGTACACACCGCCCGTCAAACTATGGGAGCTGGTAATATCTAAAACCGCAAAGCTAACCTTTT 
GGAGGCATGCGTCTAGGGTAGGATCGGTGACTGGAGTTA 


>gi|224581425|ref|NR_027206.1| Lactobacillus antri strain Kx146A4 16S ribosomal RNA, partial sequence 


TTGATCCTGGCTCAGGATGAACGCCGGCGGTGTGCCTAATACATGCAAGTCGAGCGCACTGGCCCAACTG 
AAATGACGTGCTTGCACAGAATGGACGTTGGATTCCCAGTGAGCGGCGGACGGGTGAGTAACACGTGGGC 
AACCTGCCCCAAAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAAGTTGGAAAACCACATG 


GTTTTCCCATCAAAGATGGTTTCGGCTATCGCTTTGGGATGGGCCCGCGGTGCATTAGCTAGTTGGTAAG 
GTAACGGCTTACCAAGGCGATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACAATGGAACTGAGACA 
CGGTCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACA 
CCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTAAGAGTAACT 
GTTTACGCAGTGACGGTATCCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAA 
GCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAGTGGAACTC 
CATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAA 
CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTWAACGA 
TGAGTGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGAAGCTAACGCATTAAGCACTCCGCCTGGGG 
AGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCCAACCTCAGAGATGAGGCGTTCCC 
TTCGGGGACGCAAAGACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTTACTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGACA 
AACCGGAGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAA 
TGGCCGGTACAACGAGCAGCTAACCCGCGAGGGTGTGCAAATCTCTTAAAGCCGGTCTCAGTTCGGACTG 
CAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAKTTTGCAATGCCCAAAGTCAGTGGCCTAACC 
ATTATGGAGGGASCTGCCTAAGGCAGGGCAGATGACTGGGGTGAAGTCGT 


>gi|224581403|ref|NR_027184.1| Cryomorpha ignava strain QSSC1-22 16S ribosomal RNA, partial sequence 
GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACATGAGAGCTTGCTCGTGATGACGAGTG 
GCGCACGGGTGAGTAACACGTGTACAACTTACCTCTAACTGGGGCATAGCCCGAAGAAATTCGGATTAAT 
ACCCCATAACAATTGAAATTCGCATGTTTTTCAATTTAAAACTTCGGTGGTTAGAGATGGGTACGCGTCC 
TATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACTTCGATAGGTAGGGGTTCTGAGAGGAAGACCCCC 
CACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGA 
AAGTCTGATCCAGCCATGCCGCGTGAAGGAAGACGGCCCTCTGGGTTGTAAACTGCTTTTATATGGGGGA 
TGACACCCCGACGTGTCGGGGCTGAATGTTCCATACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CCGTAATACGGAGGGTGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGGAGCGTAGGCGGCCTGTTAAG 
TCAGGGGTGAAAGACGGTGGCTCAACCATCGCAGTGCCTTTGATACTGACAGGCTTGAGTATGCTCGATG 
TAGGCGGAATATGTCATGTAGCGGTGAAATGCATAGATATGACATAGAACACCGATAGCGAAGGCAGCTT 
ACAAGCGCATAACTGACACTGAGGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGATCACTAGACATTGGCGACATACTGTCGGTGTCAAAGCGAAAGTATTAAGTGATCC 
ACCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTTGAAGCATTTTGACAGATACGAAACGTAT 
CCTTCTTCGGACAATTTGCGAGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGGTTAAGTC 
CCATAACGAGCGCAACCCCTATCGTTAGTTGCTAGCAGGTAATGCTGAGGACTCTAACGAAACTGCCCGT 
GCAAACGGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCAGGGCTACACACGTGCT 
ACAATGGCGCATACAAAGGGCAGCTACCTGGTGACAGGATGCTAATCTCTAAAGTGCGTCTCAGTTCGGA 
TCGAAGTCTGCAACTCGACTTCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTAACCG 
TAAGGAGCCGCCTAGGGCAAAA 


>gi|253680772|ref|NR_028020.1| Syntrophobacter wolinii strain DB 16S ribosomal RNA, partial sequence 
TAGATAATCTACCCCTGTGTTCGGGATAACAGTGCGAAAGCGCTGCTAATACCGGATGCGGCCAGGGGGC 
GGTGGTTTCCTGGTCAAAGTCGGCCTCTCGCAGAAGCTGATGCACGGGGATGAGTCTGCGTCCNATCAGC 
TAGTTGGTAGGGTAATGGCCTACCAAGGCAACGACGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GCACTGGAACACGNGCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGCCGCAAGGCTG 
ACGCAGCAACGCCGCGTGGGTGAAGAAGGCCTTCGGGTCGTAAAGCCCNGTCAGGTGGGAAGAATGTCCC 
GGGGAATAATACGCCTCGGGAGTGACGGTACCACCAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCGAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGTGCAGGCGGGCGAGCAAG 
TCTGATGTGAAAGCCCCGGGCTCAACCTGGGAAGTGCATTGGAAACTGTTCGTCTTGAGTGCTGGAGAGG 
AAGGGGGAATTCCCGGTGTAGAGGTGAAATTCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGCCCT 
TCTGGACGGCAACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCTGTAAACGATGATCACTAGGTGTAGCGGGTACTCATTCCTGCTGTGCCGCAGCTAACGCGTTAAGTG 
ATCCGCCTGGGGACTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCCGGCCAGGCATAGAAA 
TATGTCCTTCCCCTTCGGGGGACCGGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTTTAGTTGCCTGCGCGTCATGGCGGGCACTCTAGG 
GGGACTGCCGCAGTGAATGCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGCCCAGGGC 
TACACACGTACTACAATGGGCGGTACAAAGGGAAGCGAGCCTGTGAGGGGGAGCCAATCCCAAAAAGCCG 
TTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGGTGGAATCGCTAGTAATCGCGGATCAGCA 
TGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCTGTACCAGA 
AGTGCGTGGGCTAACTCTCACGAGAGGCAGCGTACCAAGGTATGGTCGGTAATTGGGGTGA 


>gi|253680771|ref|NR_028019.1| Helicobacter pametensis strain B9A Seymour 16S ribosomal RNA, partial 
sequence 

TTATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATG 
AAGCTCTCTAGCTTGCTAGAGAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCCAT 
AGTCTGGGATAGCCACTGGAAACGGTGATTAATACTAGATACTCCTTACGAGGGAAAGTTTTTCGCTATG 
GGATCAGCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCC 
TGAGAGGGTGAACGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
ATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTC 


CTTTTGTTAGAGAAGATTATGACGGTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAGTAAGTCA 
GATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTACTACTCTAGAGTATGGGAGAGGTAG 
GTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCT 
GGAACATTACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CCTAAACGATGAATGCTAGTTGTTGTGGAGCTTGTCTCTGCAGTAATGCAGCTAACGCATTAAGCATTCC 
GCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCTGCTAGAGATAGC 
GGAGTGCTGGCTTGCCAGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAACAGTTCGGCTGAGCACTCTAGGGAG 
ACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACA 
CACGTGCTACAATGGGATGTACAAAGAGACGCAATACCGCGAGGTGGAGCAAATCTCAAAAACATCTCTC 
AGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAGCCATGTC 
ACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGCC 
GGGATGCTAAACTGGCTACCGTCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTA 
GGTGAACCTGC 


>gi|253680770|ref|NR_028018.1| Rickettsia rickettsii strain R 16S ribosomal RNA, partial sequence 
CCTGGCTCAAACGGAACGCTATCGGTATGCTTAACACATGCAAGTCGAACGGACTAATTGGGGCTTGCTC 
CAATTAGTTAGTGGCAGACGGGTGAGTAACACGTGGGAATCTACCCATCAGTACGGAATAACTTTTAGAA 
ATAAAAGCTAATACCGTATATTCTCTGCGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGTCAGATT 
AGGTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGC 
CTGATCCAGCAATACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATAAT 
GACGTTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCG 
TTGTTCGGAATTACTGGGCGTAAAGAGTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTT 
AACCTCGGAATTGCTTTCAAAACTACTAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAG 
GTGAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGGGCTACCACTGACGCTGAT 
GCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGA 
TATCGGAAGATTCTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGC 
GAAAAACCTTACCAACCCTTGACATGGTGGTTGCGGATCGCAGAGATGCTTTTCTTCAGCTCGGCTGGAC 
CACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCGGAG 
GAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTTGGGCTACACGCGTGCTACAATGGTGTTT 
ACAGAGGGAAGCAAGACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCA 
ACTCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGC 
CTTGTACACACTGCCCGTCACGCCATGGGAGTTAGTTTTACCTGAAGGTGGTGAGCTAACGCAAGAGGCA 
GCCAACCACGGTAAAATTAGCGACTGGGGTGAAGTCGTAA 


>gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans strain ES10.1 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAG 
TAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATATGACC 
TGCCACCTCATGGTGGCGGGTGGAAAGTTTTATCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGG 
TGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGC 
GACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCCGGGTTCT 
CTCGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCATGTCGCGTCTGCTGTGAAAGA 
CCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAAACTGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTNTCTGGGCCTTACCT 
GACGCTGAGGAGCGAAAGCATGGGGAGCGAANAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTG 
GGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGC TAACGCATTAAGCGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAAT 
TCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACCTGTAGAGATACAGGGTCATTT 
AGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTTCTATGTTGCCAGCACGTAATGGTGGGGACTCATAGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAAT 
GGCCGGTACAATGGGCGTGCGATACCGTAAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTG 
GGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGCCTAAC 
CCTTCGGGGAGGGAATGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 


>gi|253680768|ref|NR_028016.1| Brevibacterium sanguinis strain CF63 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCC 
CCAGCTTGCTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTTCGGGA 
TAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCTGTCCTCGCATGAGGGTGGGTGGAAAGTTTTTT 
CGGTTGGGGATGGGCTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGACGACGACGGGTA 
GCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTG 
TAAACCGCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGG 
TTGGTCACGTCTGCTGTGGAAACGCAACGCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTG 


CAGTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGA 
AGGCGGGACTCTGGGCTGTAACTGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAAC 
GCATTAAGTGCCCCGCCTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCAGAC 
CGGCTTGGAAACAGGTCTTCCCCTTTGGGGTTGGTGTACAGGTGGTGCATGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAA 
CTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGT 
CTTGGGCTTCACGCATGCTACAATGGCTGGTACAAAGAGAAGCGAACCCGTGAGGGTCAGCGAATCCCTT 
AAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTA 
ACACCCGAAGCCGGTGGCCTAACCAGTTTTCTGGAGGGGGCCGTCTAAGGTGGGACTGGTGATTGGGACT 
AAGTCGTAACAAGGTAGCCGTACCG 


>gi|253680767|ref|NR_028015.1| Corynebacterium sphenisci strain CECT 5990 16S ribosomal RNA, partial 
sequence 
AACGGTAAGGCCCCCGCTTGCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTGACCTACCC 
TGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACCGCCTAAGGCGGTGGTGGA 
AAGTTTTTCGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTC 
GACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCT 
TCGGGTTGTAAACTCCTTTCACCATCGACGAAGGTTTTCTGACGGTAGATGGAGAAGAAGCACCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTC 
GTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTAACTCCGGGCGTGCAGGCGATACGGGCATAA 
CTTGAGTACTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACC 
GATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTA 
GATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGGGTCCCTTCCACGGGGTCCGTGCCGT 
AGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATAT 
ACGGGATCGCCGTGGAGACACGGTTTCCCTTGTGGCTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGG 
TGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAGTGGGTTGCGATGCCGTGAGGTTCAGCTAA 
TCCCTTGAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTA 
ATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAA 
GTCGGTAACACCCGAAGCCAGTGGCCCAACCCTTGTGGGGGGAGCTGTCGAA 


>gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus strain YB1 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTGTCTGAACCTTCGGGGAACGAT 
AACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGA 
AACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATA 
TGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGA 
GGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTC 
AGCAGTGAGGAAGGTGGATGTGTTAATAGCNCNTTCATTTGACGTTAGCTGCAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCAT 
GCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGCAGA 
CTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTANCGGTGAAATGCGTAGAGATCTAAAGGAATACC 
GGTGGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAAGATGCGAAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTT 
CGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACA 
TCCTCAGAAGAGACTGGAGACAGTCTTGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGT 
CATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCAT 
GGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACTTGCGAAAGTGA 
GCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCT 
AGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTGGGC TGCAAAAGAAGTGGGTAGTTTAACCTTCGGGGGGACGCTCACCACTTTGTGGTTCA 


>gi|253680765|ref|NR_028013.1| Leifsonia aurea strain CMS 81 16S ribosomal RNA, complete sequence 
GATGTCGACAGAGTTTGATCCTGGCTCAGGACGAACGCTGGTGGCGTGATTAACACATGCAAGTCGAACG 
ATGAAGCCGGAGCTTGGTCTGGTGGATTAGTGGCGAACGGGTGAGTGACAAGTGAGTAACCTGCCCTTGA 
CTCTGGAATAAGCGTTGGAAACGACGTCTAATACTGGATACGAGCTTCAGCCGCATGGCTAGGAGCTGGA 
AAGAATTTCGGTCAAGGATGGACTCGCGGCCTATCAGGTAGTTGGTGAGGTAATAGCTCACCAAGCCTAC 
GACGGGTAGCCGGCCTGAGAGGGTGACCGGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCC 
TTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGATGTGCTTGTCACATCATGACGGTACCTGCAGAA 
AAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTG 
GGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACTGGGGGCTCAACCCCCAGCCTGCAG 
TGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATA 
TCAGGAGGAACACCAATGGCGAAGGCAGATCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGG 
AGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAGATGTAGGGACCATTCCA 


CGGTTTCTGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTAC 
CAAGACTTGACATATACGAGAACGGGCTAGAAATAGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTTTGTT 
GCCAGCACGTAATGGTGGGAACTCAAAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTT 
AAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGATACAAAGGGCTGCGATACT 
GTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGT 
CGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCGCCCG 
TCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCCTTGTGGGGAGGGAGCTGTCGAAG 
GTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTA 


>gi|253680764|ref|NR_028012.1| Leifsonia rubra strain CMS 76r 16S ribosomal RNA, complete sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCAG 
AGCTTGCTCTGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGAATAA 
GCGTTGGAAACGACGTCTAATACTGGATACGAGCTTCAGCCGCATGGCTAGGAGTTGGAAAGATTTTCGG 
TCAAGGATGGACTCGCGGCCTATCAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCC 
GGCCTGAGAGGGTGACCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAA 
ACCTCTTTTAGTAGGGAAGAAGCGATGTGCTTGTCACATCATGACGGTACCTGCAGAAAAAGCACCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACCGGAGGCTCAACCTCCGGCCTGCAGTGGGTACGGGCA 
GACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACA 
CCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAGATGTAGGGACCATTCCACGGTTTCTGTGT 
CGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGACTTGACA 
TATACGAGAACGGGCTAGAAATAGTTCACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTTTGTTGCCAGCACGTA 
ATGGTGGGAACTCAAAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGATACAAAGGGCTGCAATACCGCAAGGTGGAG 
CGAATCCCAAAAAGTCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTA 
GTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATG 
AAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCGCAAGGGGAGGAGCTGTCGAAGGTGGGATTGGTGA 
TTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCC 


>gi|253680763|ref|NR_028011.1| Salinisphaera shabanensis strain E1L3A 16S ribosomal RNA, complete 
sequence 
GCCTAACACATGCAAGTCGAGCGGAAACGACATCTTCGGATGGGCGTCAAGCGGCGGACGGGTGAGTAAT 
GCCTAGGAATCTGCCCTTTTGTGGAGGATAACCCGGGGAAACTCGGGCTAATACTGCATAATCTCTACGG 
AGCAAAGCGGGGCTCTTCTACCCTCGCGCAAAAGGATGAGCCTAGGTCTGATTAGCTTGTTGGTGGGGTA 
ACGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGG 
CCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCTGATCCAGCCATGCCG 
CGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTAAGCAGGAAAGAAAAGCGCCGGATTAATACTCC 
GGCGTGTTGACGGTACCTGCAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTGCGTGTGTCGGATGTGAAAGCC 
CCGGGCTCAACCTGGGAATTGCATTCGAAACTGCGCAACTAGAATGTGGTAGAGGAAGATGGAATTCCAC 
GTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAATGGCGAAGGCAATCTTCTGGGCCAACATTG 
ACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA 
GAACTAGACGTTGGTTGACATAGTCGATCAGTGTCGCAGCAAACGCGTTAAGTTCTCCGCCTGGGGAGTA 
CGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GATGCAACGCGAAGAACCTTACCTGCCCTTGACATCCTGTGAACTTTCCGGAGACGGAGGGGTGCTTTCG 
AGAACACAGTGACAGGTGCTGCTTGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCCTATCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACC 
GGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCAGGGCTACACACGTGCTACAATGGC 
AAGTACAAAGGGTTGCGAACCAGCGATGGGGTGCTAATCTCATAAAGCTTGTCTTAGTCCGGATTGCAGT 
CTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACTACCATGGAAGTCGGTTGCACCAGAAGAGGCTAGTCTAACTTT 
AGGGAGGACGGTCTCCACGGTGTGATCGATGACTGGGGTG 


>gi|253680762|ref|NR_028010.1| Sphingopyxis witflariensis strain W-50 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACTCTTC 
GGAGTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTACGGAATAACTCAGAGAAATT 
TGTGCTAATACCGTATAATGTCTTCGGACCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAAGATTAGC 
TAGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTG 
ATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGAC 
AGTACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTG 
TTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTTTCAAGTCAGAGGTGAAAGCCCGGGGCTCAAC 
CCCGGAATAGCCTTTGAAACTGGAAGACTTGAATCTTGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTGACTGGACAAGTATTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTATCTGT 
CCGGGCTCATAGAGCTTGGGTGGAGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 


CAGAACCTTACCAGCGTTTGACATCCTTGTCGCGGATTCCAGAGATGGTTTCCTTCAGTTCGGCTGGACA 
AGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCATCCCTAGTTGCCATCATTTAGTTGGGCACTCTAAGGAAACTGCCGGTGATAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTACACGCTGGGCTACACACGTGCTACAATGGCGGTGACA 
GTGGGCAGCAACCGGGCGACCGGTAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACT 
CGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTTCACCCGAAGGCAGTGCTCTAACCCGCAAGGGAGGA 
AGCTGACCACGGTGGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTG 
GATCACCTCCTT 


>gi|253680761|ref|NR_028009.1| Pannonibacter phragmitetus strain C6-19 16S ribosomal RNA, partial 
sequence 
TTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCCCGCAAGGGGA 
GTGGCAGACGGGTGAGTAACACGTGGGAACATACCCTTTGGTGCGGAACAACAGCTGGAAACGGCTGCTA 
ATACCGCATGCGCCCTACGGGGGAAAGATTTATCGCCGAAGGATTGGCCCGCGTCTGATTAGCTAGTTGG 
TGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGC 
CATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCGAGGAGGATAATGACGTTACTC 
GCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAA 
TCACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAA 
CTGCCTTTGATACTTGGAAGTCTGGAGTCCGAGAGAGGTGAGTGGAACTCCGAGTGTAGAGGTGAAATTC 
GTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTCAGGGT 
GCATGCATCTTGGTGGCGCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACC 
TTACCAGCTCTTGACATTTGGTGCTACCACGGGAGACCGTGGGTTCCCTTCGGGGACGCCAGGACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCC 
TTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCG 
AAGGGGTGACCCGGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATG 
AAGTTGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGTGGTGCGCTAACCGCAAGGAGGCAGCCAACCACGG 
TAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 
TCTAG 


>gi|253680760|ref|NR_028008.1| Pseudomonas thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
TCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGAGCTTGCTCCTGGTGGCGAGCGGCGG 
ACGGGTGAGTAATGCCTAGGAATCTGCCTGTTAGTGGGGGATAACTCGGGGAAACTCGAGCTAATACCGC 
ATACGTCCTACGGGAGAAAGTGGGGGACCTTCGGGCCTCACGCTAACAGATGAGCCTAGGTCGGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTG 
ATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCGC 
TTGGCTAATACCCAAGGGTTTTGACGTTACCAACAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGC 
GGTAATACGAAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGT 
TGGAGGTGAAATCCCCGGGCTCAACCTGGGAAGTGCCTCCAAAACTGGCTGACTAGAGTACGGTAGAGGG 
TGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCAC 
CTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGTCGACTAGCCGTTGGGCTCCTTGAGAGCTTAGTGGCGCAGCTAACGCATTAAGTCGA 
CCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATGCAGAGAACTTTCCAGAGATG 
GATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGATTCGGTCGGGCACTCTAAGGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACAC 
ACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGCGGAGCTAATCCCAGAAAACCGATCGT 
AGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAG 
CTAGTCTAACCGCAAGGGGGACGGTTACC 


>gi|253680759|ref|NR_028007.1| Collimonas fungivorans strain Ter6 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGGAGCTTGCTCCGCTGACGAGT 
GGCGAACGGGTGAGTAATATATCGGAACGTACCTTTGAGTGGGGGATAACTAGTCGAAAGACTAGCTAAT 
ACCGCATACGATCTACGGATGAAAGTGGGGGCTCGCAAGACCTCATGCTCATAGAGCGGCCGATATCTGA 
TTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCATCGATCAGTAGCTGGTCTGAGAGGACGACCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAA 
CCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAA 
CGGGGGATCCTAATACGGTCCCCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTG 
TAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAATGGCATTTGTGACTGCAAGGCTAGAGTGTGTCA 
GAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCA 
GCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCAGCTAACGCGTGAAG 
TAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACAGAATCCCGAAGA 


GATT TGGGAGTGTTCGAAAGAAAGCTGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCAC 
ACGTCATACAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAGTGTATCGT 
AGTCCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCG 
CGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTAG 
GTAGCCTAACCGTAAGGAGGGCGCTTACCACGGTAGGATTCGTGACTGGGGTG 


>gi|253680758|ref|NR_028006.1| Nocardia ignorata strain IMMIB R-1434 16S ribosomal RNA, partial sequence 
GGCTCAGGACGAACGCTAGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACG 
AGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTTGCACTTCGGGATAAGCCTGGGAAACTGGGTC 
TAATACCGGATATGACCTCGGGATGCATGGGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCT 
ATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAA 
AGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTTGACAGGGACGAA 
GCGCAAGTGACTGTACCTGTAGAATAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTCGTCGCGTCGTTTGTGAAAACT 
TGGGGCTCAACCTTAAGCTTGCAGGCGATACGGGCGGACTAGAGTACTTCAGGGGAGACTGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTG 
ACGCTGAGAAGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGG 
GTACTAGGTGTGGGGCTCCTTCCACGGACTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAACACGTAGAGATACGTGCCCCCTT 
GTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATG 
GCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGG 
GTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCC 
CTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGTGCGGCTGGATCACT 


>gi|253680757|ref|NR_028005.1| Geovibrio thiophilus strain AAFu3 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCTAGGGGAATTCGCTTTCGGGCGATAGTACACTGG 
CGAACGGGTGAGTAACGCGTGAGGAACCTACCCTGAAGATTGGGACAACACAGAGAAATTTGTGCTAATA 
CCGGATAAGCCCACGTACTTAGTTGTGTGTGGGAAAAGACGGGGTAACCTGTCGCTTTGGGATGGCCTCG 
CGTGCCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCTACGATGGCTAGGCGGCCTGAGAGGGTGG 
CCGCCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATG 
ACCGAAAGGTTGACGCAGCAACGCCGCGTGTATGATGAAGGCTTTCGGGTCGTAAAGTACTTTCAGTGGG 
GAAGAATGGCATGAGGAGTAACTGCCTTGTGATTGACGGTACCCACAGAAGCAGCCCCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTTCGGAGTCACTGGGCGTAAAGAGCTCGTAGGC 
GGCGATGTAAGTCGGGAGTTAAAGGCAACAGCTCAACTGTTGTAGGGCTTCTGAAACTACATTGCTAGAG 
TACCAGAGAGGTATGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCGGTTGC 
GAAGGCGGCATACTGGCTGGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTTGGATGTAACCACATTCAGTGCCGAAGCTAACG 
CATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCACGTGGTTTAATTCGATGCTAACCGCAGAACCTTACCCGGGTTTGACATCTTCAAAATA 
CGATAGAGATATTGTAGTGCTTACTTTCAGTAAGAATTGAATGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCTTTTAGTTGCCATCGGGTCAAG 
CCGGGCACTCTAGAGGAACAGCCGTCGACAAGGCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCC 
CTTATGTCCGGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCGAGACAGTGATGTTAAGCGA 
ATCCCAGAAAGTACGCCTCAGTTCAGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTA 
ATCGCAGGTCAGCAAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGA 
GTCGACCGTACCTGAAGCCGGTGGCCTAACCTTTTAAGAGGGAGCCGTCTATGGTATAGTTGGTAACTGG 
GGTG 


>gi|253680756|ref|NR_028004.1| Thalassospira lucentensis strain QMT2 16S ribosomal RNA, partial sequence 
TCGTGACCNGGGTGAGTGGCACAGGGGTGATTAACGCGTGGGGACCTACCTCTTAGTGGGGGATAACGGT 
TGGAAACGACCGCTAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGCTAAAAGATGGACCCGCGTT 
GGATTAGATAGTTGGTGAGGTAATGGCTCACCAAGTCGGCTATCCATAGCTGGTTTGAGAGGATGATCAG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGG 
CAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGATGCGAAG 
ATGATGACGGTAACATCAGAAGAAGCCCCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGAAAGGGGC 
AAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCACGCAAGCGGTCTTGCCAGTCAGGGGTGAAAGCCCGG 
GGCTCAACCCCGGAACTGCCTCTGATACTGCAAGACTAGAGACTAGGAGAGGGTGGTGGAATTCCCAGTG 
TAGAGGTGAAATTCGTAGATATTGGGAGGAACACCAGAGGCGAAGGCGGCCACCTGGACTAGATCTGACG 
CTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAGTTGTCGGGATTTCGGTTTCGGTGACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCG 
CAAGATTAAAACTCACACGAATTGACGGGGGCCCGCACAAGCGGTGGATCATGTGGTTTAATTCGAAGCA 
ACGCGCACAACCTTACCATACCTTGACATCCCTATCGCGATTTCCACAAGATGGATTTCATCAGTTCGGC 
TGAGATACGTGACAAGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCCTATCCTTAGTTGCTAGCACTTAGTTGGGCAACTCTAGGGAGACTGCCGGTGATAAAC 
CGGAGGAAGGCTGGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGG 


TAACTACAGAGGGCTGCTTCTTGGCAACAGGTGGCGAATCCCAACAAGTTATCTCAGTTCGGATTGCACT 
CTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGACGGTGGGCTAACCAGAT 
TTATCTGGAGGCAGCCGGCCACGGTAAGGTCAGCGACTGGGGTGAAGTCGTAAGAAGGAAACCA 


>gi|253680755|ref|NR_028003.1| Psychromonas kaikoae strain JT7304 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGAAACAGGAAGTA 
GCTTGCTACTTTGCTGTCGAGTGGCGGACGGGTGAGTAATGCTTGGGAATATGCCAAAACGTGGGGGACA 
ACAGTTGGAAACGACTGCTAATACCGCATAATGTCTACGGACCAAAGCAGGGGACCTTAGGGCCTTGCGC 
GTTTTGATTAGCCCAAGTGGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCTAGCT 
GGTCTTAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAA 
AGCACTTTCAGTGGGGAGGAAAGGGCGTTGGTTAATAGCCAGGGTCTGTGACGTTACCCACAGAAGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGCGCGTAGGTGGTTAATTAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTGAA 
ACTGGTTAACTAGAGTTTTGTAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGA 
AGGAATACCAGTGGCGAAGGCGGCCACCTGGACAAAGACTGACACTGAGGCGCGAAGGCGTGGGGAGCAA 
ACGGGATTAGATACCCCGGTAGTCCACGCAGTAAACGATGTCTATTAGAAGTTTGTGGCTATATGCCGTG 
GGTTTCAAAGCTAACGCATTAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCT 
TGACATCCAGAGAATCACCTAGAGATAGATGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAG 
CGAGTTATGTCGGGAACTATAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCAGATACAAAGGGTTGCTAACCAGCGAT 
GGTATGCGAATCTCATAAAGTCTGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAA 
TCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTGGGCTGCACCAGAAGTCTATTAGCTTAACCTTTCGG 


>gi|253680754|ref|NR_028002.1| Photobacterium indicum strain MBIC3157 16S ribosomal RNA, partial sequence 
TTTGCTGACGAGCGGCGGACGGGTGAGTAATGCCTGGGAATATGCCTTAGTGTGGGGGATAACTATTGGA 
AACGATAGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCGCTAAGATT 
AGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCAACGATCCCTAGCTGGTCTGAGA 
GGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTC 
AGTCGTGAGGAAGGCATTGTAGTTAATAGCTGCAGTGCTTGACGTTAGCGACAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCAT 
GCAGGCGGTCTGTTAAGCAAGATGTGAAAGCCCGGGGCTCAACCTCGGAACCGCATTTTGAACTGGCAGA 
CTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACC 
GGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGAAGGTTGTGGCCTTGAGCCGTGGCTTTCGGA 
GCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCA 
GAGAATTCGCCAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACGTAATG 
GTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCC 
CTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCTGCCAACCAGCGATGGTGAGCGA 
ATCCCACAAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTA 
ATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATCACTGGGG 
TGAAGTCG 


>gi|253680753|ref|NR_028001.1| Oceanobacillus iheyensis HTE831 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCATGAAATT 
ATTTGATTCTCTTCGGAGTTGACGATAATGGAATGAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTG 
CCTGTAAGACTGGGATAACTCGTGGAAACGCGAGCTAATACCGGATAACACTTTTTATCTCCTGATGAGA 
AGTTGAAAGGCGGCTTTTGCTGTCACTTACAGATGGGCCTGCGGCGCATTAGCTAGTTGGTAAGGTAACG 
GCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGT 
GAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAGTACTATAGTAACTGATAGT 
ACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCTCGCAGGCGGTTCTTTAAGTCTGATGTGAAATCTTAC 
GGCTCAACCGTAAACGTGCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTG 
TAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACG 
GCCGCAAGGCTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGAACACTCTAGAGATAGAGTTTTCCCTTCGGG 
GACAGAGTGACAAGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGATCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATG 
GAACAAAGGGAAGCGAACCCGCGAGGTCAAGCAAATCCCACAAAACCATTCTCAGTTCGGATTGTAGGCT 
GCAACTCGCCTACATGGAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTAACACCCGAAGTCGGTGAGGTAACCGTAAGG 


AGCCAGCCGCCGAAGGTGGGACTAATGATTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|228721492|ref|NR_027615.1| Streptobacillus moniliformis DSM 12112 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAATCTATGTATGAAATGT 
AAGCTTGCTTACATAGACTACATGGTGGACTGGTGAGTAACGTGTAAAGAACTTACCTCTTAGACTGGGA 
TAACCATTAGGAAATGATGGATAATACTAGATATTATTAGTAGTAGGCATCTACTATTAATGAAAGGAGA 
GATTGCTAAGAGAGAGCTTTGCATCCTATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCTATGATAG 
GTAGCCGGCCCGAGAGGTGAACGGCCACAAGGGGACTGAGATACGGCCCTTACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGAGGAAACTCTGATCCAGCAATTCTGTGTGCACGAAGAAGGTTTTCGGAT 
TGTAAAGTGCTTTCAGTAGGGAAGAAGAAGATGACGGTACCTACAGAAGAAGCGACGGCTAAATACGTGC 
CAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCTTAAAGGGCATCTAGGCGG 
TCTAACAAGTTGAAGGTGAAAAGCTGTGGCTCAACCATAGTCTTGCCTACAAAACTGTCAGACTAGAGTA 
CTGGAAAGGTGGGTGGAACTACACGAGTAGAGGTGAAATTCGTAGATATGTGTAGGAATGCCGATGATGA 
AGATAACTCACTGGACAGAAACTGACGCTGAAGTGCGAAACGTAGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCTAGCTGTAAACGATGATCACTGGGTGTGGGGGTGTGAAGCCTCTGTGCCGAAGCAAAAGCGA 
TAAGTGATCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGT 
GGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGGTCTTGACATACTCGGAATAAGA 
TGGAAGCATCTTAGTGCCTTTGGGAACCGAGATACAGGTGGTGCATGGCTGTCGACAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGAAACCCCTATCATTAGTTGCCATCATTAAGTTGGGGACTCTA 
ATGAAACTGCCCGCGACGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATTCTGCCCCTTATGATCTGG 
GCTACACACGTGCTACAATGGGTAGTACAAAGAGGAGCTAAGCAGTGATGTGGAGCAAATCTTTCAAAGC 
TACTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCACTAGTAATCGCAAATCAG 
CAATGTTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTAGTTGCACC 
TGAAGTTACTGGCCTAACCCGTAAGGGAGGGAAGTACCTAAGGTGTGATTAGTGATTGGGGTGAAGTCGT 
AACAAGGTAGCCGTA 


>gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 1279 16S ribosomal RNA, partial sequence 
CGGTATGCCTAAGACATGCAAGTCGAACGGGCTGTTTATGCAGCCAGTGGCGGACGGGTGAGTAACACGT 
AGGTGACCTACCCCAAAGTCTGGGACAACTAGGAGAAATCTTAGCTAATCCTGGATGTGGACATCTACTT 
TGGTGGATGTTTAAAGCTTCGGCGCTTTGGGATGGGCCTGCGGCGCATCAGGTAGTTGGTGGGGTAATGG 
CCTACCAAGCCGACGACGCGTAGCTGGTCTGAGAGGACGATCAGCCACAGGGGTACTGAGACACGGACCC 
CACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGATACCGCTTG 
AAGGACGAAGCCCTTCGGGGTGTAAACTTCTGAACTCGGGACGATAATGACGGTACCGAGGTAATAGCAC 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTACCCGGATTTACTGGGTGTAA 
AGGGCGTGTAGGCGGTCTCTCAAGTCCGATGCTAAAGACCGAAGCTCAACTTCGGGGGTGCGTTGGATAC 
TGTGAGGCTAGACGGTCGGAGAGGGTAGCGGAATTTCCGGAGTAGCGGTGAAATGCGCAGATACCGGAAG 
GAACGCCAATAGCGAAAGCAGCTACCTGGACGATTTGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAAC 
CGGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGAGTGCTGGGTGTCCGACATCTGTTGGGTGCCG 
TAGCTAACGCGTTAAGCACGCCACCTGGGAAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGTCTTGACATC 
CACGGAACCCTGGTGAAAGCCGGGGGTGCCCGCAAGGGAGCCGTGAGACAGGTGCTGCATGGTCGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTGCTAGTTGCCATCAGTT 
CGGCTGGGCACTCTAGCGAGACTGCCTACGAAAGTAGGAGGAAGGCGGGGATGACGTCTGATCCGCATGG 
CCCTTACGACCTGGGCGACACACGTGCTACAATGCCTGCCACAAAGCGCTGCGACCCGGTAACGGGAAGC 
CAATCGCACAAAAGCAGGCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGG 
GAGTGGGTTTTGCCTGAAGTCGCCGGGNGCCACAGGCAGGCGCCTAGGGTAAGGCTCATGACTGGGGCTA 
AGTCGTAACAAGGTNNCTGTACCGGAAGGT 


>gi|228721485|ref|NR_027608.1| Desulfotomaculum acetoxidans DSM 771 16S ribosomal RNA, partial sequence 
TTAACACATGCAAGTCGAACGGAGTTAAGAAAAAAGTTTACTTTTTACTTAACTTAGTGGCGGACGGGTG 
AGTAACGCGTGGATAATCTGCCTGTAAGACAGGAATAACGCCGGGAAACCGGTGCTAATACCGGATAACC 
TCTTTTTATCGCATGGTGAAAAGAGAAAAGGTGGCCTCTTTACAATGCTGCCGCTTACAGATGAATCCGC 
GTCCCATTAGCCAGTTGGTGGGGTAACGGCCCACCAAAGCGACGATGGGTAGCCGGCCTGAGAGGGTGAT 
CGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGG 
GCGAAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGTCTTCGGATTGTAAAGCTCTGTGACATTGG 
ACGAACAGATTTCTTGTAAACAGCAAGGAAAAATGACGGTACAATAAGAGGAAGCCACGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGTGGCAAACGTTGTCCGGAATTACTGGGCGTAAAGGGCGAGTAGGT 
GGTTTATTAAGTCAGAAGTGAAAACTCCGGGCTCAACCTGGAGACTGCTTCTGAAACTGGTAGACTTGAG 
TGCAGGAGAGGGAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC 
GAAGGCGACTTCCTGGCCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGGTATCGACCCCCTCGGTGCCACAGTTAA 
CACAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCCCGTGAC 
CGCTGTGGAAACATGGTCTTGCAAGTTTACTTGCACACGGAGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTCAAGTCCCGCAACGAGCGCAACCCCTACAGCCAGTTGCCAGCACATAGAGG 
TGGGAACTCTGGCAGAACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGTCTTGGGCTACACACGTACTACAATGGCCTGAACAGAGGGAAGCGAAACTGTGAAGTAGAGCCAA 
CCCCTAAAAACAGGTCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAA 
TCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGT 
CGGCAACACCCGAAGCCGGTGACTTAACTCGCAAGAGAGAGAGCCGTCGAAGGTGGGGTCGGTGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|228721225|ref|NR_027604.1| Nakamurella multipartita DSM 44233 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCG 
AACGGGTGAGTAACACGTGGGTAACCTGCCCTCAGCTTCGGGATAACTCCGGGAAACCGGGGCTAATACC 
GGATATTCATTGTCTGCCGCATGGTGGGTGGTGGAAAGTTTTTTCGGCTGGGGATGGGCCCGCGGCCTAT 
CAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAG 
CCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAATG 
TAGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGAATGTGAAAACCCGGGGC 
TCAACTCCGGGCTTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGTCTGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGCCGATACTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTA 
GGTGTGGGGGTCCTTCCACGATCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATG 
CAACGCGAAGAACCTTACCAAGGCTTGACATGCACGGGAAAGTTCCAGAGATGGTTCCCCCGCAAGGTCC 
GTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGTCTTATGTTGCCAGCACGTGATGGTGGGGACTCATAAGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTA 
CAAAGGGCTGCGAAACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCA 
ACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCTCAACCCCTTGTGG 
GGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|228720981|ref|NR_027600.1| Meiothermus silvanus DSM 9946 16S ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCCTAAGACATGCAAGTCGAACGGGCCTGATTCGTCAGGCCAGTGGCGGACGGGTGAG 
TAACACGTGGGTGATCTACCCCAAAGTCTGGGACAACTAGGGGAAACCTTAGCTAATCCCGGATGGTGAG 
GCTTCTCCTGTGAAGTCTCTAAAGATTTATCGCTTTGGGATGAGCCCGCGGCGCATCAGCTAGTTGGTGG 
GGTAATGGCCTACCAAGGCGACGACGCGTAGCTGGTCTGAGAGGACGACCAGCCACAGGAGCACTGAGAC 
ACGGGCTCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCGTCAATGGGCGAAAGCCTGAACGAGCGAC 
GCCGCTTGAGGGACGAAGCCCTTCGGGGTGTAAACCTCTGAACAGGGGACGATGATGACGGTACCCTGCT 
AATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTACCCGGATTTACT 
GGGCGTAAAGGGCGTGTAGGCGGTTTTCTAAGTCCGGGGCTAAAGACCAGGGCTCAACCCTGGGTTTGCC 
TTGGATACTGGAAAGCTCGACGGCTGGAGGGGGCAGCGGAATTTCCGGAGTAGCGGTGAAATGCGCAGAT 
ACCGGAAGGAACGCCAATAGCGAAGGCAGCTGCCTGGACAGTACGTGACGCTGAGGCGCGAAAGCGTGGG 
GAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGAGTGCTGGGTGTCCGGCGAAAGCC 
GGGTGCCGAAGCTAACGCGTTAAGCACTCCGCCTGGGAAGTACGGTCGCAAGACTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGGAACGCGAAGAACCTTACCAGGCC 
TTGACATCCTAGGAACCCTGATGAAAGTCGGGGGTGCCCGCAAGGGAACCTAGAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGC 
TAACGGGTAAGCCGAGCTCTCTAGGGAGACTGCCCGCGAAAGCGGGAGGAAGGCGGGGATGACGTCTAGT 
CCGCATGGCCCTTACGGCCTGGGCGACACACGTGCTACAATGCCCGGCACAGAGCGCTGCCACATCGCAA 
GATGGAGCTAATCGCCTAAATCCGGGCTCAGTTCGGATTGGGGTCTGCAACCCGACCCCATGAAGCTGGA 
ATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGTCCGTCA 
CGCCATGGGAGTGGGTTTCACCTGAAGTCGCTGGGAGCCACAGGCAGGCGCCGAGGGTGGGGCTCATGAC 
TGGGGCGAAGTCGTAACAAGGTAGGTGTACCG 


>gi|228720667|ref|NR_027596.1| Mitsuokella multacida DSM 20544 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGACGATTGAAAGCTTGCTTTTGAAAGTCGA 
GTGCCAAACGGGTGAGTAACGCGTAGACAACCTNCCGTAAACATGGGGACAACAGTCCGAAAGGACTGCT 
AATACCGAATGTTGTGGAACTTCCGCATGGGAGCTCNACTAAAGATGGCCTCTACTTGTAAGCTATCGCT 
TTACGATGGGTCTGCGTCTGATTAGCTAGTTGGTGGGGTAANGGCTTACCAAGGCGACGATCAGTAGCCG 
GTCTGAGAGGATGAACGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGACTCGTAAA 
GCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTCCAATGACGGTACCTGACGAGGAAGC 
CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGT 
AAAGGGAGCGCAGGCGGGAGNTCAAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAA 
CTGGTCTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGA 
GGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTAGGAGGTATCGACCCCTCC 
TGTGCCGGAGTTAACGCAATAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCT 
TGACATTGAGTGAAAGAGCTAGAGATAGCTCCCTCTCTTCGGAGACACGAAAACAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTANGTCCCGCAACGAGCGCANCCCCTATCCTTTGTTGNCAG 
CACNTAATGGTGGGAACTCAAAGGAGACTGCCGCGGACAACGCGGAGGAAGGCGGGGATGACGTCAAGTC 
ATCATGCCCCTTATGTCCTGGGCTACACACGTNCTACAATGGGATGGACAGAGAGCAGCGAAGCCGCGAG 
GNCAAGCGAACCCCATAAACCATCTCCCAGTTCGGATTGCAGGCTGCAACCCGCCTGCATGAAGTTGGAA 
TCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTNCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGGAAGTCATTCACACCCGAAGCCGGCAGGCTAACCGCAAGGAGGCAGCCGTCTAAGGTGGGGGCGA 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|228720470|ref|NR_027592.1| Clostridium spiroforme DSM 1552 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGCAGCAATGCTCGAG 
TGGCGAACGGGTGAGTAATACATAAGTAACCTGCCCTAGACAGGGGGATAACTGCTGGAAACGGCAGCTA 


AGACCGCATAGGTATGGACACTGCATGGTGACCATATTAAAATGCCAAGGCACTGGTAGAGGATGGACTT 
ATGGCGCATTAGCTGGTTGGTGAGGTAACAGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAAT 
GGGGGGAACCCTGACCGAGCAACGCCGCGTGAAGGAAGAAGGAATTCGTTCTGTAAACTTCTGTTATAAA 
GGAAGAACGGCGGATATAGGGAATGATATCCGAGTGACGGTACTTTATGAGAAAGCCACGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGGGAGCAGG 
CGGCGGCAGAGGTCTGTGGTGAAAGACTGAAGCTTAACTTCAGTAAGCCATAGAAACCGGGCTGCTAGAG 
TGCAGGAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGC 
GAAGGCGACGGTCTGGCCTGTAACTGACGCACATTCCCGAAAGCGTGGGGAGCAAATAGGATTAGATACC 
CTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTTGGGAGTCAAATTTCAGTGCTGCAGTTAACGCA 
ATAAGTACTCCGCCTGAGTAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCGGATAAAGACC 
TCGAGAGATGAGGGGATAGATATATCCGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAGTTACCATCATTAAGTTGGGGACTCTAGCG 
AGACTGCCAGTGACAAGCTGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCT 
ACACACGTGCTACAATGGATGGAGCAGAGGGAAGCGAAGCCGCGAGGTGAAGCAAAACCCATAAAACCAT 
TCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAT 
GTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTG 


>gi|228719858|ref|NR_027586.1| Psychroflexus torquis ATCC 700755 16S ribosomal RNA, partial sequence 
GCTAGCGGCAGGCCTAACACATGCAAGTCGGAGGGTAACATTGTAGCTTGCTACAGATGACGACAGGCGC 
ACGGGTGCGTAACGCGTATACAATCTACCTATTACTAAGAGATAGCCCAGAGAAATTTGGATTAATATTT 
TATAGTATTATCGATTGGCATCAATTGATAATTAAAGATTACGGTAATAGATGAGTATGCGTCCTATTAG 
CTTGATGGTAAGGTAACGGCTTACCATGGCTACGATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACACT 
GGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGAGCAATCCT 
GATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAAAAG 
GTTCACGTGTGAACTGTTGACGGTACTGTAGGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGACAATCAGTCAGT 
GGTGAAAGTTTGCGGCTCAACCGTAGAATTGCCATTGATACTGTTGTTCTTGAGTGCTTGTGAAGTGGTT 
AGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAATACCGATTGCGAAGGCAGCTCACTAA 
CAGTTCACTGACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACGCCG 
TAAACGATGGTTACTAGCTGTTCGGACTAATTGCGGTCTGAGTGGCTAAGCGAAAGTGATAAGTAACCCA 
CCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCAGTTTGACAGGGGTGGAAACATC 
TTTTCCTTCGGACAAATTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAG 
TCCTATAACGAGCGCAACCCCTTTGTTTAGTTACCAGCATGTTAAGATGGGGACTCTAGACATACTGCCA 
GTGTAAACTGTGAGGAAGGTGGGGATGACATCAAATCATCACGGCCCTTACATCCTGGGCTACACACGTG 
CTACAATGGTAGGGACAAAGAGCAGCCACTGGGTGACCAGGAACGAATCTACAAACCCTATCACAGTTCG 
GATCTCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATACGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCCGTCAC 
CGCAAGGAGCTGCCTAGGGTAAAACTAGTAACTGGGGCTAAGTCGTAACAAGGTA 


>gi|228719827|ref|NR_027585.1| Spirochaeta smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGCGTTTTAAGCATGCAAGTCGAGGGGTAAGAAAG 
TCTTCGGACTTTTGAGACCGGCGAACGGGTGAGTAACACGTAGATAATCTGTCTTGGGATGGGGGATAGC 
CCATGGAAACATGGGGTAATACCGCATAAGCTCTTTTACCCATAAGGGTGATAGAGGAAAGGCGCTTAGG 
CGTCGACCTAAGAGGAGTCTGCGGTCCATTATGTTAGTTGGTGGGGTAAAGGCCTACCAAGGCGGCGATG 
GATAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGGCCAGACTCCTACGGGAGGCAG 
CAGCTAAGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCCGAAAG 
GTTGTAAAGTTCTTTTCTTGGAGAGGAATAAGCCTATCAGGAAATGGATGGGTGATGACGTTAACCGAGG 
AAAAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGGGCGAGCGTTGTTCGGAATTAT 
TGGGCGTAAAGGGCGCGTAGGCGGCATGGCAAGTCAGGTGTGAAAGGCTCCAGCTCAACTGGAGAAACGC 
GCTTGAAACTGTCGTGCTGGAGTCTAGGAGGGGAAGCTGGAATTCCTAGTGTAGGGGTGAAATCTGTAGA 
TATTAGGAAGAACACCGGTGGCGAAGGCGAGCTTCTGGCCATAGACTGACGCTGAGGCGCGAAAGCGTGG 
GGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCACTGGGTGTCGGCCCGTTGG 
GGTCGGTGCCGAAGCAAACGCGATAAGTGCACCGCCTGGGGAGTATGCTCGCAAGGGTGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGAAACCTTACCAG 
GGCTTGACATATGGTGGACGGTGGTAGAGATACCGCTTCCCTTCGGGGCCGCTATACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGCTGTGAAGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCTATCTGTTGG 
CATCATTAAGTTGGGGACTCAGATGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAACT 
CATCATGCCCTTATGTCCTGGGCTACACACGTGCTACAATGAACGGTACAGAGCNCCGCGAGACCGCGAG 
GTCAAGCAAATCCCAAAAAGCCGTTCTCAGTACAGATTGGAGTCTGAAACCCGACTCCATGAAGGTGGAA 
TCGCTAGTAATCGCGCATCAGCATGGCGCGGTGAANACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACCCGAGTTGGGGGTACCCGAAGTCGCTAGTCTAACCGGTAACGGAGGACGGTGCCGAAGGTATGCCT 
AGTAAGGGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|228719618|ref|NR_027583.1| Thermobispora bispora DSM 43833 16S ribosomal RNA, partial sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGGACCGCACTCTTTTGGGTGT 
GGAGCCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGGCTCTGGGATAGCCCTGGGAAA 
CCGGGATTAATACCGGATATGACCGCTGCTCGCATGGGTGGTGGTGGAAAGGTTCCCCTTGTGGGGTTCC 
GGCCGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGATGACGGGTAGC 
CGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTA 


AACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGATTCATTGGGCGTAAAGAGCTCGTAGGCGGCCTGCC 
GCGTCTGCCGTGAAACCCGACGGCTCAACCGTGGGTCTGCGGCGGATACGGGCGGGCTTGAGGCTGGTAG 
GGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
CTTGCTGGGCCAGTCCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGTTGGGCGCTGGGTGTGGGGGCTTTCACCGGTTCCCGTGCCGTAGCTAACGCGTTAA 
GCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGTTGCTTAATTCGATGCAACGCGAAGAACCTTACCAAGGTTTGACATGCCGGGAAATCCGCAG 
AGATGCGGGGTGCCTTCGGGCGCCTGGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGTAACCCCCATCCTGTGTTGCCAGCACGCCCCTTGTGGGTGGTGGGGA 
CTCATGGGAGACTGCCGGGGTCGACCCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGC 
CTTGGGCTGCAAACATGCTACAATGGTCGGTACAACGGGCTGCGATCCCGTGAGGGTGAGCCAATCCTTA 
GAAAGCCGATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCG 
GATCAGCAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCCTGAAAGTCGGC 
AACACCCGAAGCCGGTGGCCCAACCCCTTGGGGAGGGAGCCGTCGAAGGTGGGGCTGGTGATTGGGACG 


>gi|228719312|ref|NR_027582.1| Dethiosulfovibrio peptidovorans DSM 11002 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTGGGACGAAGGTATGT 
ACTTGAAAGCTTCGGCTGGACGGTACATATACTGAGTCGCGGACGGGTGAGTAAAGCGTGAGGACCTGTC 
CATCAGAGGGGGATAGCCCCGGGAAACCGGGATTAAAACCCCATAAGCCCAAGGGTGAAAAGGAGTAATC 
CGCTGATGGAGGGTCTCGCGTCCTATCAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGAAGACGGGTA 
GCCGGACTGAGAGGTTGACCGGCCACATTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGAAGT 
GGGGAATCTTGGGCAATGGGCGGAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGTCTTCGGATTG 
TAAACCTCTGTTGCAGGGGAAGAAGGAAGTGACGGTACCCTGCGAGGAAGCCCCGGCAAACTACGTGCCA 
GCAGCCGCGGTAACACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCTGCG 
AGGCAAGTCGGGTGTAAAAGGCACGGGCTCAACCCGTGTGTGCACTCGAAACTGTCTTGCTGGAGGGGTA 
GAGAGGCAAACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGG 
CGGCTTGCTGGGCTACACCTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGT 
AGTCCCTGCAGTAAACGATGAATNCTAGGTGTGGGTGGGTCAAACCATCCGTCCCGCAGTTAACGCGATA 
AGCATTCCGCCTGGGGAGTACGGCCCCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCACGTGGTTTAATTCGATGCAAACCGAAGAACCTTACCTGGGCTTGACATCTAGGTGGTATTGAC 
CTGAAAGGTGATAGACCATATTTTCGGATATGGAGCCTAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTCAGTTGCTAACGATTGAAGGCG 
AGCACTCTGGCGAGACTGCCGCCGACAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTT 
ATGTCCAGGGCAACACACATGCTACAATGGCCGATACAGAGGGAAGCGAAGGCGCGAGTTGGAGCGGATC 
CCACAAAGTCGGTCCCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATC 
GCAAATCAGCTAAGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTT 
GGGTGCACCCGAAGCCGGAGGCCGAACCCTTAGGGGGCGGATCCGTCGAAGGTGTGTCTGGTAAGGAGGG 
TGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|228719222|ref|NR_027581.1| Capnocytophaga ochracea DSM 7271 16S ribosomal RNA, partial sequence 
AGTTTGATCCTGGCTCAGGATGAACGC TAGCGGCAGGCCTAACACATGCAAGTCGAGGGGGAAGTTACTT 
TCGGGTAACTAGAGACCGGCGTACGGGTGCGTAACGCGTATACAATCTGCCTTTCACTGGGGGATAGCCC 
GAAGAAATTTGGATTAATACCCCATAGTATAGTAGTGTGGCATCACACAACTATTAAAGCTTAGGTGGTG 
AAAGATGAGTATGCGTTCTATTAGCTAGTTGGAGAGGTAACGGCTCCCCAAGGCGATGATAGATAGGGGT 
TCTGAGAGGGATGTCCCCCACACTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGA 
ATATTGGACAATGGTCGGAAGACTGATCCAGCCATGCCGCGTGCAGGATGACGGCCTTATGGGTTGTAAA 
CTGCTTTTGTAAGGGAAGAATAAGGACTACGTGTAGTTTGATGACGGTACCTTATGAATAAGCATCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGT 
CTGTAGGCGGGCTGGTAAGTCAGAGGTGAAAGCGCTCAGCTCAACTGAGCAACTGCCTTTGAAACTGTTG 
GTCTTGAATGGTTGTGAAGTAGTTGGAATGTGTAGTGTAGCGGTGAAATGCTTAGATATTACACAGAACA 
CCGATAGCGAAGGCATATTACTAACAATTAATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGCTGTTTGGAGTAATCTGAGTGGCTAAGCG 
AAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGTTTAAATGGAGACT 
GACAGGCGTAGAGATATGCCCTTCTTCGGACAGTTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCC 
GTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGCCATTAGTTGCTAGCGAGTCGAGTCGAGC 
CCTCTAGTGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACA 
TCTTGGGCTACACACGTGCTACAATGGCCGTTACAGAGAGCAGCCACTGCGTGAGCAGGCGCGAATCTAT 
AAAGACGGTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGAT 
ATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGG 
GTACCTGAAGACGGTCACCGCGAGGAACTGTTTAGGGTAAAACTAGTGACTGGGG 


>gi|228718578|ref|NR_027574.1| Kangiella koreensis DSM 16069 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAACATGAAAAAGCTTGCTTTTTTGATG 
ACGAGTGGCGGACGGGTGAGTAACACGTAGGAATCTACCGAGTAGCGGGGGATAGCCCGGAGAAATCCGG 
ATTAATACCGCATGTGCACTTCGGTGTAAAGAGGGCCTCTTCTTGAAAGCTCTCACTATTCGATGAGCCT 
GCGTCAGATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAATAG 
GGAGGAAGGCTTGATGGTTAATACCCATTGAGATTGACGTTACCTATAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGG 


CGGATGATTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGAGACTGGTCGTCTAGA 
GTACAGAAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGG 
CGAAGGCGACCCCCTGGTCTGATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCTATTAGCTGTTGGGTATATTAAAATACTTAGTGGCGCAGCTA 
ACGCGATAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATTAATTGCCGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGTCTTGACATCCAGAGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCTAACATTAAGTTGAGA 
ACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACG 
ACCTGGGCTACACACGTGCTACAATGGGCAGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCTCA 
TAAAGCTGTTCGTAGTCCGGATTGTTCTCTGCAACTCGAGAACATGAAGTCGGAATCGCTAGTAATCGTG 
GATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGTTT 
GCACCAGAAGTAGCTAGCTTAACATTGGGCGGTTACCACGGTGTGGTCAATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACCTGC 


>gi|228718376|ref|NR_027573.1| Clostridium bartlettii DSM 16795 16S ribosomal RNA, partial sequence 
AGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATTNTCTTCGGAGAAGAGCGGCGGACG 
GGTGAGTAACGCGTGGGTAACCTGCCCTGTACACACGGATAACATACCGAAAGGTATGCTAATACGGGAT 
AACATAAGAAATTCGCATGTTTTTCTTATCAAAGCTCCGGCGGTACAGGATGGACCCGCGTCTGATTAGC 
TAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTG 
GAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTG 
ATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGAC 
GGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTA 
TCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAAGTCAGGAGTGAAAGGCTACGGCTCAAC 
CGTAGTAAGCTCTTGAAACTGGAGGACTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGA 
AATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCAC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAGCTGTC 
GGAGGTTACCCCCTTCGGTGGCGCAGCTAACGCATTAAGTACTCCGCCTGGGGAGTACGCTCGCAAGAGT 
GAAACTCAAAGGAATTGACGGGGACCCGCACAAGTAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCTAAGCTTGACATCCTTTTGACCGATGCCTAATCGCATCTTTCCCTTCGGGGACAGAAGTG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGCCTTTAGTTGCCATCATTAAGTTGGGCACTCTAGAGGGACTGCCAGGGATAACCTGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGCTTAGGGCTACACACGTGCTACAATGGGTGGTACAGAGG 
GCAGCGAAGTCGTGAGGCCAAGCTAATCCCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGAAACTCGC 
CTACATGAAGCTGGAGTTACTAGTAATCGCAGATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGGGGCGCCCGAAGCCGGCTAGCTAACCTTTTGGAAGCGGTCG 
TCGAAGGTGAAACCAATAACTGGGGTGAA 


>gi|228718030|ref|NR_027570.1| Brachyspira murdochii DSM 12563 16S ribosomal RNA, partial sequence 
TTGGCGATGCGTCTTAAGCATGCAAGTCGAGCGGGCTTATTCGGGCAACTGGATAAGTTAGCGGCGAACT 
GGTGAGTAACACGTAGGTAATCTGCCGTAGAGTGGGGGATAACCCATGGAAACATGGACTAATACCGCAT 
ATACTCTTGCTACACAAGTAGAGTAGAGGAAAGGAGCGATCCGCTTTACGATGAGCCTGCGGCCTATTAG 
CCTGTTGGTGGGGTAACGGCCTACCAAAGCTACGATAGGTAGCCGACCTGAGAGGGTGACCGGCCACATT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTGAGAATCTTCCACAATGGACGAAAGTCT 
GATGGAGCGACATCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCGGAAATTATCGAAGAATGAGT 
GACAGTAGATAATGTAAGCCTCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGAGGCAAACGTT 
GCTCGGATTTACTGGGCGTAAAGGGTGAGTAGGCGGACTTATAAGTCTAAGGTGAAAGACCGAAGCTCAA 
CTTCGGGAACGCCTCGGATACTGTGAGTCTTGGATATTGTAGGGGATGATGGAATTCTCGGTGTAGCGGT 
GGAATGCGCAGATATCGAGAGGAACACCTATAGCGAAGGCAGTCATCTGGGCATTTATCGACGCTGAATC 
ACGAAAGCTAGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCTAGCCGTAAACGTTGTACACTAGGTG 
CTTCTATTTAAATAGGAGTGCCGTAGCTAACGTCTTAAGTGTACCGCCTGAGGAGTATGCCCGCAAGGGT 
GAAACTCAAAGAAATTGACGGGTCCCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGATGATACGCGAA 
AAACCTTACCTGGGTTTGAATTGTAAGATCAATGATTTAGAGATAAGTCAGACCGCAAGGAGATTTTACA 
TAGGTGCTACATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCACCCTTTGTTGCTACCGAGTAATGTCGGGCACTCTTAGGGGACTGCCTACGTTCAAGTAGGAGGAAGG 
TGGGGATGATGTCAAGCCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCAAGTACAAA 
GAGAAGCGAGACCGCGAGGTGGAGCAAAACTCAAAAAAGTTGCCTCAGTTCGGATTGGAGTCTGAAACTC 
GACTCCATGAAGTTGGAATCACTAGTAATCGTAGATCAGAACGCTACGGTGAATACGTTCCCGGGGATTG 
TACACACCGCCCGTCACGCCATCGGAGTTGGTTTTACCTGAAGTCGTTAGCCTAACCGCAAGGGGGGCGG 
CGCCGAAGGTGGGACTGATGATGAGGGTGAAGTCGTAACAA 


>gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha C91 16S ribosomal RNA, partial sequence 
AGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGA 
GTGGCGAACGGGTGAGTAATACATCGGAACGTGTCCTTAAGTGGGGAATAACGCATCGAAAGATGTGCTA 
ATACCGCATATCTCTCAGGAGGAAAGCAGGGGATCGAAAGACCTTGCGCTAAAGGAGCGGCTGATGTCTG 
ATTAGCTAGTTGGTGGGGTAAAGGCTTACCAAGGCAACGATCAGTAGCTGGTCTGAGAGGACGACCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAA 
AGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTAGTCGGAAAGAA 
AGAGTCATAGTAAATAGCTATGATTTATGACGGTACCGACAGAAAAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGCAGGCGGCCTT 
GTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCGTTTGAAACTACAAAGCTAGAGTGCAGC 
AGAGGGGAGTGGAATTCCATGTGTAGCAGTGAAATGCGTAGAGATGTGGAAGAACACCGATGGCGAAGGC 
AGCTCCCTGGGTTGACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 


GTCCACGCCCTAAACTATGTCAACTAGTTGTCGGATCTAATTAAGGATTTGGTAACGTAGCTAACGCGTG 
AAGTTGACCGCCTGGGGAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCG 
GTGGATTATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCTTGGAATCTAAT 
GGAGACATAAGAGTGCCCGAAAGGGAGCCAAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAATTGCTATCATTTTAATGAGCACTTT 
AGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAG 
GGCTTCACACGTAATACAATGGCGCGTACAGAGGGTTGCCAATCCGCGAGGAGGAGCCAATCTCAGAAAG 
CGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCGGATCA 
GCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGATTTTCACC 
AGAAGCAGGTAGTTTAACCGCAAGGAGGGCGCTTGCCACGGTGGGGGTCATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACCTGCGGCT 


>gi|228717635|ref|NR_027565.1| Victivallis vadensis ATCC BAA-548 16S ribosomal RNA, partial sequence 
TTTGATTATCGGTCAGAACGAACGCTGGCGGCATGGATTAGGCATGCAAGTTGAACGAACTCTTCGGGAG 
TGAGTAGCGAAAGGGTGAGGAACGCGTGAGTAATCTGCCCATAAGTTGGGAACAACAGTTGGAAACGACT 
GCTAATACCGAATGTGGCTATTGACCCGCATGGGTTTTTGGCTAAAGATTTATCGCTTATGGATGAGCTC 
GCGTCCCATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCTACGATGGGTAGCTGGTCTGAGAGGATG 
GTCAGCCACACTGGGACTGAGACACTGCCCAGACTCCTACGGGAGGCTGCAGTCGAGAATCTTGGGCAAT 
GCGCGAAAGCGTGACCCAGCAATGCCGCGTGCATGATGAAGGCCCTCGGGTCGTAAAATGCTGTCTCCCG 
TGACGAATAATGACGGTAGCGGGGAAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGTGGCGAGCGTTGTTCGGATTTATTGGGCGTAAAGGGTCTGTAGGAGGTTTGTTAAATACGAGGTGAAA 
TCCGGGGGCTCAACTTCCGAATTGCCTTGTAGACTGATGAACTAGAGTACTGGAGAGGTAAGCGGAATAC 
CAGGTGTAGCGGTGGAATGCGTAGATATCTGGTAGAACACCAATAGCGAAGGCAGCTTGCTGGACAGAAA 
CTGACTCTGAAAGACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGT 
TGTCAACTTGATGTGGGCGGATTTAGTCCTGTCCGTATCGAAGTAACGCGATAAGTTGACCGCCTGGGAA 
CTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGCTTAA 
TTCGAGGCAACGCGAAGAACCTTACCTGGGCTTGAAATATACCGGACCGGCTGTGAAAGCAGTCTTCTCT 
TCGGAGCTGGTATACAGGTGCTGCATGGCTGTCGTCAGCTCGTNCCGTGAGTGTTCGGTTAAGTCCGGCA 
ACGAGCGCAACCCGTGTCATTAGTTGCCAACAGGTAATGCTGGGGACTCTAATGAGACTGCCTGTGTTAA 
GCAGGAGGAAGGCGCGGATGACGTCAAGTCAGTATGGCCCTTACGCCCAGGGCTGCACACGTGCTACAAT 
GGGGGGTACAATGAGAAGCGAAGTCGCGAGGCGGACAAATCTACAAAACCTCTCTTAGTTCAGATTGCAG 
TCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAAATGCGTATCAGCTACGACGCATTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAGTTGATTNCACCCGAAATCGGTGATCTAACCTG 
CAAAGGAAGAAGCCGCCTAAAGTGTGGTCCATGACTGGGATAAAGTCGTAACAAGG 


>gi|228717350|ref|NR_027562.1| Anaerofustis stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAACTTATAAATGATCCTTCGGGTGAATCTATAAGC 
GGACAGTGGCGAACGGGTGAGTAACGCGTAGGTAACCAACCTCATGCAGGGGGATAGCCCAGGGAAACTT 
GGATTAAACCCGCATAAGACCACAGCACCGCATGGTGCAGGGGTAAAAACTCCGGTGGCATGAGACGGAC 
CTGCGTCTTATTAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCAACGATGAGTAGCCGACCTGAGAGGG 
TGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCA 
ATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGCGATGAAGGTTTTCGGATCGTAAAGCTCTGTCTTT 
GGGGAAGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGAGCAAGCGTTGTCCGGATTCACTGGGCGTAAAGAGCACGTAGGCGGTTAATTAAGTCAGGTGTGAA 
AGTTTTCGGCTCAACCGGAAAAGTGCACTTGAAACTGGATAACTTGAGTATCGGAGAGGTAAGCGGAATT 
CCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTTACTGGACGATA 
ACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
ATGAATACTAGGTGTTGGGGTAACTCAGTGCCGCAGTTAACACATTAAGTATTCCGCCTGGGGAGTACGC 
TCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTTGACCGCCTAAGAGATTAGGCTTTCCTTCGGGAC 
AAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTATGTTTAGTTACTAACATTCAGTTGAGGACTCTAGACAGACTGCCCTTGAAAGAGGGAGGA 
AGGTGGGGACGACGTCAAATCATCATGCCCCTTACGACCTGGGCTACACACGTGCTACAATGGTCTGTAC 
AGAGGGTTGCGAAGCAGTGATGCTAAGCTAATCTCAAAAAGCAGATCTCAGTTCGGATTGCAGGCTGCAA 
CTCGCCTGCATGAAGTCGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATGCGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCACGAGAGTTGGTAACACCCGAAGCCAGTGAGCTAACCATTAGGAGGC 
AGCTGTCGAAGGTGGGATCAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|228717037|ref|NR_027558.1| Anaerotruncus colihominis DSM 17241 16S ribosomal RNA, partial sequence 
AACGGAGCTTACGTTTTGAAGTTTTCGGATGGATGAATGTAAGCTTAGTGGCGGACGGGTGAGTAACACG 
TGAGCAACCTGCCTTTCAGAGGGGGATAACAGCCGGAAACGGCTGCTAATACCGCATGATGTTGCGGGGG 
CACATGCCCCTGCAACCAAAGGAGCAATCCGCTGAAAGATGGGCTCGCGTCCGATTAGCCAGTTGGCGGG 
GTAACGGCCCACCAAAGCGACGATCGGTAGCCGGACTGAGAGGTTGAACGGCCACATTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACG 
CCGCGTGAGGGAAGACGGTCTTCGGATTGTAAACCTCTGTCTTTGGGGAAGAAAATGACGGTACCCAAAG 
AGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTAC 
TGGGTGTAAAGGGAGCGTAGGCGGGATGGCAAGTAGAATGTTAAATCCATCGGCTCAACCGGTGGCTGCG 
TTCTAAACTGCCGTTCTTGAGTGAAGTAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAT 
ATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCTCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTAGGTGTGGGGGGACTGAC 
CCCTTCCGTGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACC 
AGGTCTTGACATCGGCGTAATAGCCTAGAGAGTAGGTGAAGCCCTTCGGGGCATCCAGACAGGTGGTGCA 


TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATTAGT 
TGCTACGCAAGAGCACTCTAATGAGACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCACTAAAACAGAGGGCGGCGACACCGCGA 
GGTGAAGCGAATCCCAGAAAAAGTGTCTCAGTTCAGATTGCAGGCTGCAACCCGCCTGCATGAAGTCGGA 
ATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTCCGGGTAACACCCGAAGCCAGTAG 


>gi|228716090|ref|NR_027546.1| Yersinia mollaretii ATCC 43969 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGAAAGTAGCTTGCTACTTTGCCG 
GCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTA 
GCTAATACCGCATGACCTCGCAAGAGCAAAGTGGGGGACCTTCGGGCCTCACGCCATCGGATGTGCCCAG 
ATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCATCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGG 
AGGAAGGCAGTCGTGTTAATAGCACGATTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCG 
GTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGT 
CTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACG 
CGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACT 
TAGCAGAGATGCTTCGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAA 
CTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCCAGCGGACCACAT 
AAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAG 
ATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGG 


>gi|228716058|ref|NR_027545.1| Yersinia intermedia ATCC 29909 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGTTTACTACTTTGCCG 
GCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTA 
GCTAATACCGCATGACCTCGTAAGAGCAAAGTGGGGGACCTTCGGGCCTCACGCCATCGGATGTGCCCAG 
ATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGG 
AGGAAGGCAGTCGTGTTAATAGCACGATTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCG 
GTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGT 
CTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACG 
CGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACT 
TAGCAGAGATGCTTTAGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAA 
CTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCAAGCGGACCACAT 
AAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAG 
ATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGG 


>gi|228716012|ref|NR_027544.1| Yersinia frederiksenii ATCC 33641 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGAAAGTAGTTTACTACTTTGCCG 
GCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTA 
GCTAATACCGCATGACCTCGCAAGAGCAAAGTGGGGGACCTTCGGGCCTCACGCCATCGGATGTGCCCAG 
ATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGG 
AGGAAGGGGTTGAGTTTAATACGCTCAATCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCG 
GTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGT 
CTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACG 
CGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACT 
TAGCAGAGATGCTTCGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAA 
CTCAAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCAAGCGGACCACAT 
AAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAG 


ATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGG 


>gi|228715942|ref|NR_027543.1| Yersinia bercovieri ATCC 43970 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGTTTACTACTTTGCCG 
GCGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGGTA 
GCTAATACCGCATGACCTCGTAAGAGCAAAGTGGGGGACCTTCGGGCCTCACGCCATCGGATGAACCCAG 
ATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCATCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGG 
AGGAAGGCAGTCGTGTTAATAGCACGATTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCG 
GTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGT 
CTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACG 
CGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACT 
TAGCAGAGATGCTTCAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAA 
CTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCAAGCGGACCACAT 
AAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAG 
ATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGG 


>gi|228715750|ref|NR_027538.1| Persephonella marina strain EX-H1 16S ribosomal RNA, partial sequence 
CGCGAACGTTGGCGGCGCGCCTAACACATGCAAGTCGTGGGGCAGCAGGCCACTTCTTCGGGAGTGGTGC 
TGGCGACCGGCGAACGGGTGAGTAACACGTAGCTGACCTACCCCAGGGATGGGGATAACCCTCCGAAAGG 
GGGGCTAATACCCAATAACGAGCCCTGTATAATGATGGGGTTCCAAAGGCCTACGGGCGCCCTGGGATGG 
GGCTGCGTCCCATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGACGGGTAGCCGGCCTGAGAG 
GGTGGCCGGCCACAGTGGGACTGAGACACGGCCCGCACCCCTACGGGGGGCAGCAGTGGGGAATATTGGG 
CAATGGCCGAAAGGCTGACCCAGCGACGCCGCGTGGTGGAAGAAGCCCTTCGGGGTGTAAACACCTGTCA 
GGGGGGAAGATGATGACGGTACCCCCAGAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGTCCCGAACGTTGCGCGAAATTACTGGGCGTAAAGGGTCCGTAGGCGGTCTGGTAAGTGGAAGGTG 
AAAGCCCACGGCTCAACCGTGGAATTGCCTTCCAAACTGCTGGACTTGAGGGCGGAAGAGGTCGGCGGAA 
TTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCGACTGGGACG 
CACCTGACGCTGAGGGACGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAA 
CGATGGGTGCTAGATGTGGGCGGGGATATCCCGTCCGTGTCGTAAGCTAACGCGTTAAGCACCCCGCCTG 
GGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTGACGGGGACCCGCACAACCGGTGGAGCGTCTGGT 
TTAATTCGATGCTAACCGAAAAACCTCACCAGGGCTTGACATGCGGTGTGTCGTGCCCGAAAGGGTGCTA 
GGTTACTCTTCGGAGTAACCGCGCCGCACAGGTGGTGCATGGCCGTCGTCAGCTCGTGCCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTGTGTTACCAGCGGGTGAAGCCGGGTACTCACAGGG 
GACTGCCGGCGATAAGTCGGAGGAAGGAGGGGATGACGTCAGGTCAGTATGCCCTTTATGCCCTGGGCTA 
CACAGGCGCTACAGTGGCAGGGACAAAGGGAAGCGAAGCCGCAAGGTGGAGCAAATCCCAAAAACCCTGT 
CGTGGTGCGGATTGGGGGTTGCAACTCACCCCCATGAAGGCGGAATCGGTAGTAATGGCGAATCAGCAAT 
GTCGCCGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACGCCACGGGAGTTGGGTCCATCGGAA 
GTCCCCGGGCTAACCGTCTTCGGACGGAGGCAGGGGCCGATGATGGGCCTGGCGACTGGGGCG 


>gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 13501 16S ribosomal RNA, complete sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGGATGCTTTACACATGCAAGTCGGACGGCAGCACGG 
GCTTCGGCCTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGGGATAAC 
TACGCGAAAGCGTAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCACTA 
TTGGAGCGGCCGATATCGGATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGG 
TTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGGGCAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAG 
CACTTTTGGCAGGAAAGAAACGGCGCAGGCTAATATCTTGCGCAACTGACGGTACCTGCAGAATAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGAGCTTAACTTTGGAACTGCATTTTTAAC 
TACCGGGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAG 
GAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGCCTTGGT 
AGCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGA 
CATGTCTGGAATCCCGAAGAGATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACG 
AAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTCGCCAACCCGCGAGGGGGAGCC 
AATCCCAGAAACCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGT 
AATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGGTTTTACCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGATTCATGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCT 


>gi|228715634|ref|NR_027536.1| Carboxydibrachium pacificum DSM 12653 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGCCTGCCA 
AGGCGTTATGTTTTGGCAGGTTAAGCGGCGGACGGGTGAGTAACGCGTGAGCAACCTACCCTTGAGACAG 
GGATAACCCTGGGAAACCGGGGCTAATACCTGATATACTCTATTAGGGCATCCTGATGGAGGAAAGGCGA 
AAGCCGCTCAAGGATGGGCTCGCGTCCCATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGACG 
GGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAACGACGCCGCGTGAGCGAAGAAGCCTTCGGG 
TCCTAAAGCTCGATAGTGTGGGAAGAAAGGATGACGGTACCACACGAAAGCCCGGCTAACTACTTGCCAG 
CACCGCGGTAAGACGTAGCCAGCGTTGTCCGGAGTTACTGGGCGTAAAGGGCGCGTAGGCGGTTTAGCAA 
GTCAGGTGTAAAAGGCCACGGCTCAACCGTGGATATGCATCTGAAACTGCTGAGCTAGAGGGCAGGAGAG 
GGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACT 
CCCTGGACTGGCCCTGACGCTGAGGCGCGAGAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCTGTAAACGATGGGTGCTAGGTGTGGGGAGCGGAAGCTTTCCGTGCCGTAGGAAACCCAATAAGCAC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGCCGAA 
AGGTGAGCGACCCTTTCTTATGGGAGGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTGCCATCGGGTAAAGCCGGGCAC 
TCTAGAGGGACTGCCGTCGATAAGACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCC 
CTGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGGAGCGATCCGGAGCGAATCCCAAA 
AAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGA 
TCAGCATGCCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCAAC 
ACCCGAAGCCGGTGGCCCAACCGATAAGGAGGGAGCCGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTC 
GTAACAAGGTAGCCGT 


>gi|228715574|ref|NR_027535.1| Denitrovibrio acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 
GGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCAAGGGGAAAGTCACTTCGGTGGCGATT 
ACACTGGCGCACGGGTGAGTAACGCGTGAGGAATCTACCATTAAGTTTGGGACAACATTCCGAAAGGGGT 
GCTAATACCGGATAATATACACATTCGCATGTTTGTGTAGGAAAGGCGGTTTCGGCTGTCGCTTTTTGAT 
GATCTCGCGTATCATTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCTACGATGATTAGCCGGCCTGAG 
AGGGTGGCCGGCCACATAGGGACTGAGACACGGCCCTAACTCCTACGGGAGGCAGCAGTGGGGAATTTTG 
CGCAATGACCGAAAGGTTGACGCAGCGACGCCGCGTGTATGACGAAGGTTTTCGGATCGTAAAGTACTTT 
CAGCAGGGAAGAAATGGTTCAATAGTAACTGATTGAGTTTTGACGGTACCTGCAGAAGCAGCCCCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTTCGGAGTCACTGGGCGTAAAGCGCA 
CGTAGGTGGATTATCAAGTCAGGAGTTAAAGGCAACGGCTCAACCGTTGTAAGGCTTTTGAAACTGGTAG 
TCTAGAGTGTTGGAGAGGAATGCGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACAC 
CAGTTGCGAAGGCGGCATTCTGGCCAATAACTGACACTGAGGTGCGAGAGCATGGGTAGCAAACAGGATT 
AGATACCCTGGTAGTCCATGCTGTAAACGATGGATGCTAGGTGTTGGGGTTTATACGCCTCAGTGCCGAA 
GCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCTAACCGTAGAACCTTACCTGGGCTTGACATCCG 
TAGTCGTTTCTAGAGATAGAAATTTGCTCATCTTTGATGAGAGCTATGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTTTTAGTTGCCATCA 
GGTAATGCTGGGCACTCTAAAGAGACAGCCGTCGATAAGGCGGAGGAAGGTGGGGACGACGTCAAGTCAT 
CATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTTCATACAGAGGGCAGCTAACTCGTGAGAG 
TACGCGAATCCCTTAAAGTGGATCTCAGTTCGGATTGTAATCTGCAACTCGATTACATGAAGCTGGAATC 
GCTAGTAATCGCAGGTCAGCTAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGGGAGTCGACCGTACCTGAAGCCGGTGGCCTAACCTTTTAGGAGGGAGCCGTCTATGGTATAGTTGG 
TAACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGTGG 


>gi|228715504|ref|NR_027534.1| Ramlibacter tataouinensis TTB310 16S ribosomal RNA, partial sequence 
CTGGCTCAGATTGAACGCTGGCGGAATGCTTACACATGCAAGTCGAACGGCAGCACGGGGGCAACCCTGG 
TGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCAGTCGTGGGGGATAACTACGCGAAAGCG 
TAGCTAATACCGCATACGATCTCTGGATGAAAGCGGGGGACCGCAAGGCCTCGCGCGATTGGAGCGGCCG 
ATGGCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCTGCGATCTGTAGCTGGTCTGAGAGGACG 
ACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATTCCGCGTGCAGGATGAAGGCCCTCGGGTTGTAAACTGCTTTTGTACG 
GAACGAAACGCGCTGTGCTAATACCACGGCGTAATGACGGTACCGTAAGAATAAGCACCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGG 
CGGTGATGTAAGACGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCATCGCTGGA 
GTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGG 
CGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGTCCTTCACTGGATCAGTAACGAAGCTAAC 
GCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCAC 
AAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAAT 
CCTGCAGAGATGCGGGGGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCT 
AATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGG 
GGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAA 
CCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCA 
GAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCC 
AGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACC 


>gi|228715480|ref|NR_027533.1| Dyadobacter fermentans DSM 18053 16S ribosomal RNA, partial sequence 
CTTAATACATGCAAGGCGAAGGGGCAGCAATGTCACTGTCGTACGGGTGCGTAACGCGTATGCAACCTAC 


CTATCACTGGGGGATAGCCCGGGGAAACCCGGATTAATACCGCATAAAACAGGGGCACCGCATGGTGATA 
TTTGTTAAAGATTTATTGGTGATAGATGGGCATGCGTTCGATTAGCTAGTTGGCGGGGTAACGGCCCACC 
AAGGCGACGATCGATAGGGGAGCTGAGAGGTTGATCCCCCACACGGGCACTGAGATACGGGCCCGACTCC 
TACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGATGCAAGTCTGACCCAGCCATGCCGCGTGCCGGAT 
GAAGGCCCTCAGGGTTGTAAACGGCTTTTATTCGGGAAGAAGAGCAGGGATGCGTCCTTGTGTGACGGTA 
CCGAATGAATAAGCACCGGCTAACTCCGTGCCAAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTGTCC 
GGATTTATTGGGTTTAAAGGGTGCGTAGGTGGCCTGTTAAGTCAGTGGTGAAATACGGTTGCTCAACAAT 
CGAGGTGCCATTGATACTGCCGGCTTGAAATAATTGGAGGCTGCCGGAATGGATGGTGTAGCGGTGAAAT 
GCATAGATATCATCCAGAACACCGATTGCGAAGGCAGGTGGCTACGATTTGTTTGACACTGAGGCACGAA 
AGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGATGAGGACTCGCTGTTTGA 
CGGTAACGTTGAGCGGCTTAGGGAAACCGTTAAGTCCTCCACCTGGGGAGTACGCCGGCAACGGTGAAAC 
TCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACC 
TTACCTGGGCTAAATCAGACAGGAATTATGCAGAAATGTGTAAGCCAGCAATGGCCTGTTTGAAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGGTT 
AGTTGCCAGCACGTAATGGTGGGGACTCTAGCCAGACTGCCTGTGCAAACAGAGAGGAAGGAGGGGACGA 
CGTCAAGTCATCATGGCCCTTACGTCCAGGGCAACACACGTGCTACAATGGGCGGTACAGAGGGTTGCTA 
CACAGCGATGTGATGCCAATCCCAAAAAGCCGTTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATG 
AAGCTGGAATCGCTAGTAATCGCGTATCAGCTATGACGCGGTGAATACGTTCCCGGACCTTGTACACACC 
GCCCGTCAAGCCATGGGAGTCGGGGAGACCTGAAGCGGTAGGTTAAAGACACCGTTAGGGTAA 


>gi|228715386|ref|NR_027531.1| Aminobacterium colombiense DSM 12261 16S ribosomal RNA, partial sequence 
GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCTTGTTTAACACATGCAAGTTGTACGGGACGGATATTG 
AAGCGACTTTTCGGAGTGGTGGATATATTTGTTTAGTAGCGGACGGGTGAGTAATGCATGAGAACCTGCC 
CTTCAGAGGGGGACAACAGTTGGAAACGGTTGCTAATACCCCATATGCCGAGAGGTGAAAGGAGCGATCC 
GCTGAAGGAGTGGCTCATGTCCTATCAGCTAGTTGGTGAGGTAAGTGCTCACCAAGGCGATGACGGGTAC 
CCGGCCTGAAAGGGCGACCGGCCACACTGGAACTGAGATACGGTCCAAACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGGGCAATGGGCGGAACCTGACCCACCGACGCCGCGTGAGGGAAGAAGGCCTTTGGNTCGTA 
AACCTCTGTTGTATGGGAAGAAGGAAGTGACGGTACCATACGAGGAAGTCCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGGACGAGCGTTGTCCGGAATTATCGGGCGTAAAGGGCGCGCAGGCGGATAT 
TTAAGTCAGCTGTTAAAGTCATGGGCTCAACTCATGGATGCGGTTGAAACTGGGTATTTAGAGTGCTGGA 
GAGGTAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCG 
GCTTACTGGCCAGCAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAG 
TCCTGGCCGTAAACGATGAATGCTAGGTGTGGGTGTCGAGAGGCATCCGTGCCGGAGTTAACGCGATAAG 
CATTCCGCCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCACGTGGTTTAATTCGATGCAAACCGAAGAACCTTACCTAGGTTTGACATGTACGTGGTACGGATCT 
GAAAGGAGAAGGACCTAGCCTTCGGGCAAGGAGCGTACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCATCCAGTTACCATCGAGTGAAGTCGGG 
GACTCTGGATGGACTGCCAACGACAAGCTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAT 
GCCTAGGGCGACACACGTGCTACAATGGCCGATACAGCGGGAAGCTAGCCTGCGAAGGTATGTGGATCCC 
ACAAAGTCGGTCTCAGTTCGGATTGCAGTGTGCAACTCGACTGCATGAAGGAGGAATCGCTAGTAATCGC 
GGATCAGCCAAGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTACACCACCCGAGTTGGG 
TGCACCCGAAGCCGGAGGCTTAACCTTTCGAGGAAGGATCCGTCTAAGGTGTGTCTGGTGAGGGGGGTGA 
ANTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCNT 


>gi|228715358|ref|NR_027530.1| Thermotoga neapolitana DSM 4359 16S ribosomal RNA, partial sequence 
GGTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGGGAAACTCCCTTTGGGGAGGAGTACCC 
AGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTCCGGAGGGGGATAACCAGGGGAAACCCTGGC 
TAATACCCCATACGCTCCATCAACGCAAGTTGGTGGAGGAAAGGGGCGTTTGCCCCGCCGGAGGAGGGGC 
CCGCGGCCCATCAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGACGACGGGTAGCCGGCCTGAGAGGG 
TGGTCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACA 
ATGGGGGAAACCCTGATCCAGCGACGCCGCGTGCGGGACGAAGCCCTTCGGGGTGTAAACCGCTGTGGCG 
GGGGAAGAATAAGGCAGGGAGGAAATGCCCTGCCGATGACGGTACCCCGCTAGAAAGCCCCGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTACCCGGATTTACTGGGCGTAAAGGGGGCGTA 
GGCGGCCTGGTGTGTCGGATGTGAAATCCCACGGCTCAACCGTGGGGCTGCATCCGAAACTACCAGGCTT 
GGGGGCGGTAGAGGGAGACGGAACTGCCGGTGTAGGGGTGAAATCCGTAGATATCGGCAGGAACGCCGGT 
GGGGAAGCCGGTCTCCTGGGCCGACCCCGACGCTGAGGCCCGAAAGCCAGGGGAGCAAACCGGATTAGAT 
ACCCGGGTAGTCCTGGCTGTAAACGATGCCCACTAGGTGTGGGGGGATAATCCCTCCGTGCTGAAGCTAA 
CGCGTTAAGTGGGCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCGTGTGGTTTAATTGGATGCTAAGCCAAGAACCTTACCAGGGCTTGACATGCCGGTGG 
TACCTCCCCGAAAGGGGTAGGGACCCAGTCCTTCGGGACTGGGAGCCGGCACAGGTGGTGCACGGCCGTC 
GTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCCTAGTTGCCAGCG 
GTTCGGCCGGGCACTCTAGGGGGACTGCCGGCGACGAGCCGGAGGAAGGAGGGGATGACGTCAGGTACTC 
GTGCCCCTTATGCCCTGGGCGACACACGCGCTACAATGGGCGGTACAATGGGTTGCGACCCCGCGAGGGG 
GAGCCAATCCCCAAAGCCGCCCTCAGTTCGGATCGCAGGCTGCAACCCGCCTGCGTGAAGCCGGAATCGC 
TAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCA 
CCCGAGTCGGGGGCTCCCGAAGACACCTGCCCCAACCCGAAAGGGAGGGGGGGTGTCGAGGGAGAACCTG 
GCGAGGGGGGCG 


>gi|228715356|ref|NR_027528.1| Collinsella intestinalis DSM 13280 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAATGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGGCACCACCC 
TCGGGTGGAAGCAAGTGGCGAACGGCTGAGTAACACGTGGAGAACCCGCCCCCTCCTCCGGGATAGCCTC 
GGGAAACCGTGGGTAATACCGGATGACCCCGCAGGGCCGCATGGCCCTGCGGCAAAGCCCAGACGGGAGG 
GGATGCTCCGCGGCCCATCAGGTAGACGGCGGGGTGACGGCCCACCGTGCCGACGACGGGTAGCCGGGTT 


GAGAGACCGACCGGCCAGATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATC 
TTGCGCAATGGGGGGAACCCTGACGCAGCGACGCCGCGTGCGGGACGAAGGCCCTCGGGTCGTAAACCGC 
TTTCAGCAGGGATGAGACAAGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGGGCGACCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCAGGCAG 
GGGGTCAAATGGCGGGGCTCAACCCCGTCCCGCCCCCTGAACCGCCGGGCTCGGGTCCGGTAGGGGAGGG 
TGGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGTGGCGAAGGGGCCTCTGGG 
CCGAGACCGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCCAGCCGT 
AAACGATGGACGCTAGGTGTGGGGGGACGATCCCTCCGTGCCGCAGCCAACGCATTAACGTCCCGCCTGG 
GAAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCT 
TAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGACCGTGAAGCCGGGAAGACCCGGTGGCC 
GAGAGGAGCGGTCACAGGTGGTGCAATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAG 
CAACGAGCGCAACCCCCGCCGCATGTTGCCAGCACCTCGGGTGGGCACCCATGCGGGACCGCCGGAGTCA 
ATCCGGAGGAGGGCGGGGACGACGTCAAGTCATCATGCCCCTTATGCCCTGGGCTGCACACGTGCTACAA 
TGGCCGGTACAGCGGGATGCGATGGCGCGAGCGGAGCGGATCCCTGAAAGCCGGCCCCAGTTCGGATTGG 
GGGCTGCAACCCGCCCCCATGAAGTCGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATGCGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTCGTCTGCACCCGAAGTCGCCGGCCCAACCA 
TCTGGGGGGAGGCGCCTAAGTATAGAGGGTGAGGTGGGTGAAGTCGTAACAAGGTAACC 


>gi|228715355|ref|NR_027527.1| Collinsella stercoris DSM 13279 16S ribosomal RNA, partial sequence 


AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGGCACCCGCC 
CTCGGGCGGAAGCGAGTGGCGAACGGCTGAGTAACACGTGGAGAACCCGCCCCCTCCTCCGGGATAGCCT 
CGGGAAACCGTGGGTAATACCGGATGACCCCGGCAGCCGCATGGCCGGCCGGCAAAGCCCAGACGGGAGG 
GGATGCTCCGCGGCCCATCAGGTAGACGGCGGGGTGACGGCCCACCGTGCCGACGACGGGTAGCCGGGTT 
GAGAGACCGACCGGCCAGATTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATCT 
TGCGCAATGGGGGGAACCCTGACGCAGCGACGCCGCGTGCGGGACGAAGGCCCTCGGGTCGTAAACCCTT 
TCAGCAGGGATGAGACAAGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGGGCGACCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCAGGCAGGG 
GGTCAAATGGCGGGGCTCAACCCCGTCCCGCCCCCTGAACCGCCGGGCTCGGGTCCGGTAGGGGAGGGTG 
GAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGTGGCGAAGGGGCCTCTGGGCC 
GAGACCGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCCAGCCGTAA 
ACGATGGACGCTAGGTGTGGGAGGGGAACCCTTCCGTGCCGCAGCCAACGCATTAACGTCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCGCGTGAAGCCGGGGAGACCCGGTGGCCGA 
GAGGAGCGCGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAA 
CGAGCGCAACCCCCGCCGCATGTTGCCAGCACCTCGGGTGGGCACCCATGCGGGACCGCCGGAGTCAATC 
CGGAGGAGGGCGGGGACGACGTCAAGTCATCATGCCCCTTATGCCCTGGGCTGCACACGTGCTACAATGG 
CCGGTACAGCGGGATGCGATGGCGCGAGCGGAGGCGGATCCCTGAAAGCCGGCCCCAGTTCGGATTGGGG 
GCTGCAACCCGCCCCCATGAAGTCGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATGCGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTCGTCTGCACCCGAAGTCGCCGGCCCAACCGAG 
AGGGGGGAGGCGCCTAAGGTGTTGAGGGTGAGGGGGGTGAAGTCGTAACAAGGTAACC 


>gi|228715354|ref|NR_027526.1| Catenibacterium mitsuokai DSM 15897 16S 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGCCGTGCCTAATACATGCAAGTCGAACGAATCTCCTT 
CGGAAGATAAGTGCGAACGGGTGAGTAATACATAGGTAACCTGCCCCTGTGCGGGGGATAACAGGAGGAA 
ACTCCTGCTAATACCGCATAGCCATGAGCACCGCATGGAGCTCATGCCAAATATCCTTCACGGGATAGCG 
CAGGGATGGACCTATGGCGCATTAGCTAGTTGGCGGGGCAACGGCCCACCAAGGCAACGATGCGTAGCCG 
GCCTGAGAGGGCGGACGGCCACATTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTAGGGA 
ATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAGCGAAGAAGGCTTCGGGTCGTAAAGC 
TCTGTTGTAAAGGAAGAACGTCGGACACAGGAAATGGTGTGCGAGTGACGGTACTTTACCAGAAAGCCAC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATCCGTAGGTGCCGACCGTTATCCGGAATCATTGGCCGTAAA 
GAGGGAGCAGGCGGCCGCAAGGGTCTGTGGTGAAAGACCGAAGCTAAACTTCGGTAAGCCATGGAAACCG 
GGCGGCTAGAGTGCGGAAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGA 
ACACCAGTGGCGAAGCGACGGTCTGGGCCGCAACTGACGCTCATTCCCGAAACCGTGGGGAGCCAATGGC 
ATTAGATACCCTAGTAGTCCACGCCGTAAACGATGGTCACTAAGTGTCGGGGGTCAAACCCCGGTGCTGC 
AGTCAACGCAATAAGTGACCCGCCTGAGTAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCG 
ATCTAAAAGGGATGGAGACATCCTCATAGCTATAGAGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGCCAGTTACCATCATTGAGTTGGG 
GACTCTGGCGAGACTGCCTCTGCAAGGAGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATG 
ACCTGGGCCACACACGTGCTACAATGGACGGGACAGAGGGAAGCGAAGGCGCGAGCGCAAGCGGACCCCA 
GAAACCCGTTCCCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGCCGGAATCGCTAGTAATCGCG 
GATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCGTCACACCATGAGAGTTGGCAA 
CACCCGAAGGCGGCGGCCCAACCCGCAAGGAGGGAGCTGTCTAAGGTGGGGCTGATGATTGGGGTGAAGT 
CGTAACAAGGTAACC 


ribosomal RNA, partial sequence 


>gi|228715352|ref|NR_027524.1| Cryptobacterium curtum DSM 15641 16S ribosomal RNA, partial sequence 


GATCCTGGCTCAGGATGAAACGNTGGCGGCGCGCCTAACACATGCAAGTCGAACGATTAAAACCCCCTTG 
GGCGGATATACAGTGGCGAACGGGTGAGTAACGCGTGACCAACCTTCCCCCCGCATCGGGACAAACGGGG 
AAACCCGGGCTAATACCGGATATGCCGGGTATGGCGCATGTCATACCCAGGAAAGCTTTTGCGGCGGGGG 
ATGGGGTCGCGTCCCATCAGGTAGACGGCGGGGTAGTAGCCCACCGTGCCAACGACGGGTAGCCGGGTTG 
AGAGACCGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCT 
TGCGCAATGGGGGAAACCCTGANGCAGCGACGCCGCGTGCGGGATGGANNCCTTCGGGCCGTGAACCGCT 
TTCAGCAGGGAAGACATTAAGGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCG 


GTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTTAAAGNGCGCGCAGGCGAGCGCACCAGG 
CGGGATCTCGAAACCGGGGGCTCAACTCCGGGCGGATCCCGAACCGGTGTGCTCGAGTGCGGTAGAGGAA 
GTCGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAAGAACACCGATGGCGAAGGCAGACTTC 
TGGGCCGACACTGACGCTCAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCCAG 
CCGTAAACGATGGGCACTAGGTGTGGGGGGCATTTGCCTTCCGTGCCGCAGCTAACGCATTAAGTGCCCC 
GCCTGGGGAGTACGGCCGCAAGGNNAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCAT 
GTGGCTTAATTCGAAGCAACGCGAAAGAACCTTACCAGGGCTTGACATGTAGGTGAAGTGACAGAGATGT 
CGCAGCCGAAAGGAGCCTACACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCCTGCCGCATGTTGCCAGCATTTAGTTGGGGACTCATGCGGGACCGCCGG 
CGCAAGCNGGAAAGGCGGGGACGACGTCAAGTCATCATGCCCCTTATGCCCCTGGGCTGCACACGTGCTA 
CAATGGCCGGCACAACGGGATGCAAAGGCGCGACCAAGCGGATCCCCCAAAGCCGGTCCCAGTTCGGATC 
GGAGGCTGCAACCCGCCTCCGTGAAGCCGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTCGTCTGCACCCGAAGTCGCCGGCCGAAC 
CCTTTTGGGACGGAGGCGCCGAACGGGGG 


>gi|228715350|ref|NR_027522.1| Haliangium ochraceum DSM 14365 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGAGCGAACGTTAGCGGCGGGCTTAACACATGCAAGTCGAGCGAGAAAGGAGACTT 
CGGTCTCCGAGTAAAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTTTCAGTGGGGGACAACTA 
CCCGAAAGGGTGGCTAATACCGCATACGTCATACGGGACCGAGGTCCTGTATGGGAAAGCTAGCCAATAC 
TTGTAAGCTGGCGCTGAAAGAGGGGCCCGCGTCGCATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGC 
AAAGACGCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCACGCCGCGTGAGTGATGAAGG 
CCCTAGGGTCGTAAAGCTCTGTGGAGAGAGACGAAACCTACCAGGTTAAGAGCTGGGTAGTTGACGGTAT 
CTCTTTAGCAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAACGTTGCTCGG 
AATTATTGGGCGTAAAGCGCACGTAGGCGGCGCGATAAGTCGGATGTGAAAGCCCTGGGCTTAACCTAGG 
AAGTGCATTCGAAACTGTCGCGCTTGAGTACGGGAGAGGGTTGCGGAATTCCCGGTGTAGAGGTGAAATT 
CGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCAGCCTGGACCGATACTGACGCTGAGGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATGCAGCGG 
GTATTGACCCCTGCTGCGTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGA 
ACCTTACCTGGGTTAAATCCACCAGAATCCCCTAGAGATAGGGGAGTGCCTTCGGGGAATTGGTGAGAAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTCTG 
TCGTCAGTTGCCAACGGGTAAGCCGGGCACTCTGACGAGACTGCCGACGTTAAGTCGGAGGAAGGTGGAG 
ATGACGTCAAGTCCTCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGAGCA 
GCGATATCGTGAGGTTAAGCTAATCTCAAAAAACCGGCCTCAGTTCGGATTGAAGTCTGCAACTCGACTT 
CATGAAGGTGGAATCGCTAGTAATCGTAGATCAGCACGCTACGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGAAGTCAGTTGCTCTAGAAGTCGGTGAGCTAACCTCGTGAGGCAGCCGCCTA 
AAGAGTGACTGGTAACTGGGGTGAAGTCGTAACAAGG 


>gi|224581438|ref|NR_027220.1| Halomonas hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 
CACATGCAAGTCGAGCGGTAACAGGGGTAGCTTGCTACCCGCTGACNAGCGGCGGACGGGTGAGTAATGC 
ATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGCTAATACCGCATACGTCCTACGGGA 
GAAAGGGGGCTCCGGCTCCCGCTATTGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTC 
ACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGT 
GAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAACGCCTAGTGGTTAATACCCACTAGGAA 
AGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGC 
GTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAAGCCGGTTGTGAAAGCCCCGGGCT 
CAACCTGGGAACGGCATCCGGAACTGTCAAGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGC 
GGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGA 
GGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACCAG 
CCGTTGGGTGCCTAGCGCACTTTGTGGCGAAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGC 
AAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAA 
CGCGAAGAACCTTACCTACTCTTGACATCCTGCGAACTTGTGAGAGATCACTTGGTGCCTTCGGGAACGC 
AGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGC 
AACCCTTGTCCTTATTTGCCAGCGCGTAATGGCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCCGGTA 
CAAAGGGTTGCGAGCTCGCGAGAGTCAGCTAATCCCGAAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCA 
ACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCTTAACCTTCGGGAAA 
GCGATCACC 


>gi|224581437|ref|NR_027219.1| Halomonas axialensis strain Althfl 16S ribosomal RNA, partial sequence 
CGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGATCCAGCTTGCTGGATGCTGACGAGCGG 
CGGACGGGTGAGTAATGCATAGGAATCTGCCCGATAGTGGGGGATAACCTGGGGAAACCCAGGCTAATAC 
CGCATACGTCCTACGGGAGAAAGGGGGCTCCGGCTCCCGCTATGGGATGAGCCTATGTCGGATTAGCTAG 
TTGGTGAGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGA 
CTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATC 
CAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAACGCCTAGCG 
GTTAATACCCGCTAGGAAAGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAAGCCGG 
TTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAAGCTAGAGTGCAGGAGAGGAAGG 
TAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTG 


GACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGTCGACCAGCCGTTGGGTGCCTAGCGCACTTTGTGGCGAAGTTAACGCGATAAGTCGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTGCGAATTTGGTAGAGATACCT 
TAGTGCCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTT 
AAGTCCCGTAACGAGCGCAACCCTTGTCCTTATTTGCCAGCGCGTAATGGCGGGAACTCTAAGGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACAC 
GTGCTACAATGGTCGGTACAAAGGGTTGCCAACTCGCGAGAGTGAGCCAATCCCGAAAAGCCGATCTCAG 
TCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTT 
AGCCTAACGCAAGAGGGCGATCACCACGGTGTGGTTCA 


>gi|224581436|ref|NR_027218.1| Halomonas neptunia strain Eplumel 16S ribosomal RNA, partial sequence 
TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGATCTAGCTTGCTAGATGCTGACG 
AGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGCT 
AATACCGCATACGTCCTACGGGAGAAAGGGGGCTCCGGCTCCCGCTATTGGATGAGCCTATGTCGGATTA 
GCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACAT 
CGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGSAACCC 
TGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAACGCC 
TATTGGTTAATACCCANTAGGAAAGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCCGCC 
GCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAA 
GCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAG 
GAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCC 
TTCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGTCGACCAGCCGTTGGGTGCCTAGAGCACTTTGTGGCGAAGTTAACGCGATAAGTC 
GACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCTACAGAAGCCGGAAGAGA 
TTCTGGTGTGCCTTCGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTT 
GGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTATTTGCCAGCGAGTAATGTCGGGAACTCTAAGGA 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTA 
CACACGTGCTACAATGGCCGGTACAAAGGGCTGCGAGCTCGCGAGAGTCAGCGAATCCCTTAAAGCCGGT 
CTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATG 
TCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAG 
TGGTTAGCCTAACGCAAGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTG 


>gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris strain Esulfidel 16S ribosomal RNA, partial sequence 
TAACACATGCAAGTCGAGCGGTAACAGGTCCTTCGGGATGCTGACGAGCGGCGGACGGGTGAGTAATGCA 
TAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGCTAATACCGCATACGTCCTACGGGAG 
AAAGGGGGCTCCGGCTCCCGCTATTGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCA 
CCAAGGCAACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTG 
AAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAACGCCTGGCGGTTAATACCCGCCAGGAAA 
GACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCMGCCGCGGTAATACGGAGGGTGCAAGCG 
TTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAAGCCGGTTGTGAAAGCCCCGGGCTC 
AACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCG 
GTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGAG 
GTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACCAGC 
CGTTGGGTGCCTAGCGCACTTTGTGGCGAAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCA 
AGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAAC 
GCGAAGAACCTTACCTACCCTTGACATCCTGCGAACCCGGAAGAGATTCCGGGGTGCCTTCGGGAACGCA 
GAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCA 
ACCCTTGTCCTTATTTGCCAGCGAGTAATGTCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGA 
AGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGC TACACACGTGCTACAATGGCCGGTAC 
AAAGGGCTGCGAGCTCGCGAGAGTCAGCGAATCCCTTAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAA 
CTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACGCAAGAGGGCG 
ATCACCACGGTGTGGTTCATGACTGGGGTG 


>gi|219878473|ref|NR_025612.1| Arthrobacter bergerei strain Cal06 16S ribosomal RNA, partial sequence 
CTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACCCCGTGCTTGCACGG 
GTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAAC 
TGGGTCTAATACTGGATATGACCTTTAACCGCATGGTTTTTGGTGGAAAGATTTATCGGTTGGGGATGGA 
CTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
TAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGC 
CGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG 
GCATCTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCG 
TAAACGTTGGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCCAGACCGCCTCAGAGATGG 


GGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAAAGGTGGGGACTCATGGGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGC 
ATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGA 
TGGCCTAACCACCTTGTGTGGAGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACA 


>gi|219878368|ref|NR_025507.1| Luteococcus sanguinis strain CCUG 33897 16S ribosomal RNA, partial 
sequence 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCAAACTCTGGGATAACAGTCGGAAACGGCTGCTAATACC 
GGATATGAACTTCCCCTGCATGGGGGTTGTTGGAAAGCTCCGGCGGTTTGGGATGGACTCGCGGCCTATC 
AGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
TTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGC 
CTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCGCAGACGAAGCG 
AAAGTGACGGTATGCGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTGC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTTGCGTCAGAAGTGAAAACTCAG 
GGCTTAACCCTGAGCCTGCTTCTGATACGGGCAGACTAGAGGAAGTTAGGGGAGAACGGAATTCCTGGTG 
GAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGACTTTCCTGACG 
CTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTA 
CTAGGTGTGGGTCACATTCCACGTGATCCGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACCGGAAACATTCAGAGATGGATGCCCCTTTTTG 
GTCGGTACACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTCCAATGTTGCCAGCGGGTCATGCCGGGGACTCATTGGAGACCGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCC 
GGTACAAAGGGCTGCGAACCTGCAAGGGTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTC 
TGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCTTTT 
AGGGGGGAGCCGTCGAAGGTGGGACCGGTAATTAGGAC 


>gi|219878362|ref|NR_025501.1| Allofustis seminis strain 01-570-1 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGATGAACTCTCTGCTTGCAGAGAGGGATGA 
GTGGCGGACGGGTGAGTAACACGTGGGAAACCTGCCCATGAGAGGGGGATAACATGCGGAAACGGATGCT 
AATACCCCATACCTTTCACACCACGCATGTGGTGTAAAAGAAAGACGGCGAAGCTGTCGCTCATGGATGG 
TCCCGCGGCGCATTAGCTTGTAGGTGGGGTAACGGCCTACCTAGGCGATGATGCGTAGCCGACCTGAGAG 
GGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCA 
CAATGGGCGCAAGCCTGATGGAGCAATGCCGCGTGAATGATGAAGGTCTTCGGATTGTAAAGTTCTGTTG 
TTAGCCAAGAACTCCCACCAAGTCACTACTGGTGGACTGACGGTAGCTAACCAGAAAGCCCCGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGC 
AGGCGGTGCGATTAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAATGGCATTGGAAACTATCGTACT 
TGAATTCAGAAGAGGAAAGCGGAATTCCATGTGTAGTGGTGAAATACGTAGATATATGGAAGAACACCAG 
TGGCGAAAGCGGCTTTCTGGTCTGAAATTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTCGGAGGGTTTCCGCCCTTCGGTGCTGGAG 
TTCACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGCTCTTGACATCTGA 
TGCATACCCTAGAGATAGGGGAAGTCCTTCGGGACATCAAGACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTGATTAGTTGCCAGCATTCAGTTGG 
GCACTCTAATCAGACTGCCGGTGATAAATCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTA 
TGAGCTGGGCTACACACGTGCTACAATGGATGGAACAACGAGTAGCGATCCCGCAAGGGTCAGCAAATCT 
TTCAAAACCATTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGCCGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTCG 
TAACACCCGAAGCCGGCGAGGTAACCCGCAAGGGAGCCAGCTGTCGAAGGTGGGATGGATGATTGGGGTG 
AAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878356|ref|NR_025495.1| Salana multivorans strain Se-3111 16S ribosomal RNA, partial sequence 
CTGGCGGCGTGCTTTACACATGCAAGTCGAACGGACTGGCTCAGCTTGCTGGGTTGGTTAGTGGCGAACG 
GGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGGATAACTACCGGAAACGGTGGCTAATACTGGAT 
ATGACACATTATCGCATGGTGGTGTGTGGAAAGGCTTGTCTGGTTTGGGATGGACTCGCGGCCTATCAGC 
TTGTTGGTGGGGTAGTGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTG 
ATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCCTTT 
GGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCG 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCTCAG 
GCTCAACTTGAGGCGTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGTTACTGACGC 
TGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCAC 
TAGGTGTGGGGTCCATTCCACGGGTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCAAGCTTTGACATGCACGGGAAGCCACCAGAGATGGTGGTCTCTTTGGAC 
ACTCGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTCCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGGCTTGGGCTTCACGCATGCTACAATGGCC 


GGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCATAAAGCCGGTCTCAGTTCGGATTGGGGTC 
TGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCT 
CGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCCAACCCTTG 
TGGGGGGAGCTGTCGAAGGTGGGATTGGCGATTAGGACTAAGTCGTA 


>gi|219878346|ref|NR_025485.1| Caminicella sporogenes strain AM1114 16S ribosomal RNA, partial sequence 
TGATCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGCTTTAATCTTTT 
CAGCTTAGCTGAAAAGATTAAAGCTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCCTGTGCA 
GGGGGATAACACATCGAAAGGTGTGCTAATACCCCATAAGACTACGATGTCGCATGGCATAGTAGTAAAA 
GCTGAGGCGGCACAGGATGGGCCCGCGTCTGATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCAACG 
ATCAGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGCCTT 
CGGGTCGTAAAGCTCTGTCCTAAGGGAAGAAAGATGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGTGTAGG 
CGGCCGGTAAAGTCTGGGGTGAAAGGCTACGGCTTAACCGTAGTAAGCCTTGGAAACTTATCGGCTTGAG 
TGCAGGAGAGGAGAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC 
GAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGAGGTTCATACTTTCAGTGCCGCAGTTAACG 
CATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACA 
AGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGACTTGACATCCCTGTGACA 
GCTTCTTAATCGAAGCCTTCCCTTCGGGGACACAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCACTTAGGGTGGGC 
ACTCTAAAGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGGATGACGTCAAATCATCATGCCCCTTAT 
GTTCTGGGCTACACACGTGCTACAATGGCTGGTACAAAGGGAAGCGAAGGAGTAATCCGGAGCGAATCCC 
AAAAAGCCAGTCCCAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCCGGAGTTGCTAGTAATCGC 
GAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCCCAT 
GGCACCCGAAGTCAGTGAGTCAACCGTAAAGGAGACAGCTGCCGAAGGTGAAATGG 


>gi|219878314|ref|NR_025453.1| Streptococcus gallinaceus strain CCUG 42692 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAAGCTTGGTGCTTGCACCGAGCGGAT 
GAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCGGGGGATAACTATTGGAAACGATAG 
CTAATACCGCATAACAGCAGCCGACACATGTTAGCTGTTTGAAAGGAGCAATTGCTTCACTACCAGATGG 
ACCTGCGTTGTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATACATAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGG 
CAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTG 
TAAGAGAAGAACGTTGAGTAGAGTGGAAAGTTACTCAAGTGACGGTATCTTACCAGAAAGGGACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGC 
GCAGGCGGTTGTATAAGTCTGAAGTAAAAGGCAGTGGCTTAACCATTGTGTGCTTTGGAAACTGTACAAC 
TTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCG 
GTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGTCCTTTCCGGGACTCAGTGCCGTA 
GCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCC 
TCTGACCGTCCTAGAGATAGGATTTTCCTTCGGGACAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTGAGTT 
GGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCAAGTCGGTGACGGCAAGCTAAT 
CTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAAT 
CGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTT 
TGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878300|ref|NR_025439.1| Isoptericola variabilis strain MX5 16S ribosomal RNA, partial sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCAGCTTGCTGGGTGGATCAGTGGCGAACGG 
GTGAGTAACACGTGAGCAACCTGCCCTCCACTTCGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATA 
TGAGCACTCATCGCATGGTGGGTGTTGGAAAGTTTTTCGGTGGGGGATGGGCTCGCGGCCTATCAGCTTG 
TTGGTGGGGTGATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATG 
CAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTG 
ACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGT 
TGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGGTGTGAAATCCCGAGGCTCA 
ACCTCGGGCTTGCATCGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGG 
TGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGCAACTGACGCTGAGG 
AGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGT 
GTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCAAGGCTTGACATGCACCGGAAACACTCAGAGATGGGTGCCCCGTAAGGTCGGTG 
CACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAG 
GTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAG 
AGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCT 


TGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCCAACCGGTTTTCCGGG 
GGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGG 
cr 


>gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans strain R-4079 16S ribosomal RNA, partial sequence 
GCGGCAGGCCTAACACATGCAAGTCGAGCGGTTGAGGTAGCTTGCTACCGATACAGCGGCGGACGGGTGA 
GTAATACATGGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGCCC 
TACGGGGGAAAGGGGGGGATCTTCGGACCTCTCGCTATCAGATGAGCCCATGTCAGATTAGCTTGTTGGT 
GAGGTAAAGGCTCACCAAGGCGACGATCTGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAG 
ACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCC 
ATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTGGGGAGAAAGGTCATTCACCTAA 
TACGTGAGTGAATTGATGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGTGGTTTGTTAAGCTAGCTGTG 
AAATCCCCGGGCTCAACCTGGGCACTGCAGTTAGAACTGGCAAGCTAGAGTAGGGTAGAGGGGTGTGGAA 
TTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACACCCTGGACTC 
ATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGTCTACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCACTAAGTAGACCGCCTGG 
GGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATCTAGAGAACTTTCCAGAGATGGATTGGTG 
CCTTCGGGAACTCTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAATGGCGGGAACTCTAAGGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCTGGGCTACACACGTGCT 
ACAATGGGCGGTACAAAGGGTTGCCAAACCGCGAGGTGGAGCTAATCCCGTAAAACCGTTCGTAGTCCGG 
ATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAACGTTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGCTAGTCT 
AACCGCAAGGGGGACGGTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGG 
GGAACC 


>gi|219878280|ref|NR_025419.1| Cellvibrio gandavensis strain R-4069 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGAAAAGTTTTCGGACTGAGTAAAGCGGC 
GGACGGGTGAGTAACGCGTGGGAATCTGCCCAGTAGTGGGGGACAACAGCCGGAAACGGCTGCTAATACC 
GCATACGCCCTACGGGGGAAAGGGGGGGATCTTCGGACCTCTCGCTATTGGATGAGCCCGCGTCGGATTA 
GCTAGTTGGTAGGGTAAAGGCCTACCAAGGCTACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACAC 
TGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCC 
TGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTGGGGAGAAAGGTT 
TGTCACCTAATACGTGATGAAATTGATGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGTGGTTCGCTAA 
GTCAGCTGTGAAATCCCCGGGCTCAACCTGGGACTTGCAGTTGAAACTGGTGAGCTAGAGTAGGGTAGAG 
GGGTGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACA 
CCCTGGACTCATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGTCTACTAGCCGTTGGGTTCCTTGAGGACTTAGTGGCGCAGCTAACGCAATAAGTA 
GACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATCCAGAGAACTTTCCAGAGA 
TGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGTAACGAGCGCAACCCTTGCCCTTAGTTGCCAGCGAGTAATGTCGGGAACTCTAAGGG 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCTGGGCTA 
CACACGTGCTACAATGGGCGGTACAAAGGGT TGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGTT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAAATCAGAACG 
TTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAG 
TAGCTAGTCTAACCGCAAGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGG 
TAGCCCTAGGGGAACC 


>gi|219878275|ref|NR_025414.1| Thermocrinis albus strain HI 11/12 16S ribosomal RNA, complete sequence 
CGGCGTGCCTAACACATGCAAGTCGTGCGCAGGCTCATCTGTCCTCCTGGGCAGATGGGTGCTGAGCGGC 
AAACGGGTGAGTAACACGTGCCTAACCTACCCCCAGGAAGGGGATAACCCTCCGAAAGGGGGGCTAATAC 
CCTATAAAGCCGGGGGCCACTAAGGCTACTNGGCCAAAGGGGGCCTCTGGTCTCTGACCATGCTCCCGCC 
TGGGGATGGGGGCGCGGCCCATCAGGTAGTTGGTGGGGTAACGGCCTACCAAGCCTATGACGGGTAGCCG 
GCCTGAGAGGGTGGCCGGCCACAGTGGGACTGAGACACGGCCCACACCTACGGGGGGCAGCAGTGGGGAA 
TCGTGGGCAATGGGCGAAAGCCTGACCCCGCGACGCCGCGTGGGGGATGAAGCCCTTCGGGGTGTAAACC 
TGTCGGGGGGGACGATGCGGCCTGGGGTGAATAGTCTCGGGTCGTGACGGTACCCCCAGAGGAAGGGACG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAATTCACTGGGCGTAAAG 
CGTCCGCAGCCGGACGGGTAAGCGGTTCGTCAAAGCCCACGGCTCAACCGTGGAACGGCGTACCGAACTG 
CCCGTCTTGAGGCACGCTCAGGCAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGA 
ACACCGAAGGCGAAGGCAGCCTGCTGGGGCTGTCCTGACGGTCAGGGACGAAAGCTGGGGGAGCGAACCG 
GATTANATACCCGGGTAGTCCCAGCCGTAAACCATGGGCGCTTGGCGTCGTCCGCTAGGGCGGTGCCGCA 
GCTAACGCGGTAAGCGCCCCGCCTGGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTGGCGGGGGC 
CCGCACAACCGGTGGAGCGTCTGGTTCAATTCGATGCTAACCGAAAAACCTTACCCGGGCTTGACATGGT 
GGGAAACCCCTGCGAAAGCGGGGGGTGCCGTCCTCTGGACGGAATCACACCACAGGTGGTGCATGGCCGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCTACC 
CCGTAAGGGGAGCACTCTAAGGGGACCGCCGGCGATAAGCCGGAGGAAGGTGGGGATGACGTCAGGTCAG 
TATGCCCTTTATGCCCGGGGCTACACAGGCGCTACAGTGGCCGGGACAATGGGATGCGACCCAGTAATGG 
GGAGCTAATCCCCCAAACCCGGTCATGGTGCAGATTGAGGGCTGAAACTCGCCCTCATGAAGCCGGAATC 
GGTAGTAATGGCGGATCAGCTAAGCCGCCGTGAATACGTTCTCGGGCCTTGCACACACCGCCCGTCACGC 


CACGGAAGTCAGTCTTCCCGGAAGCCCCCGGGCTAACCGGTCTTCGGACCGGAGGCAGGGGACGATGGGA 
AGGCTGGCAACTGGGGCG 


>gi|219878271|ref|NR_025410.1| Bartonella schoenbuchensis strain R1 16S ribosomal RNA, partial sequence 
CTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGCAAA 
CGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATGCCGTA 
TACGTCCTGAGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAA 
AGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGC 
GTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAGCCGGAGAAGA 
AGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGG 
CGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTT 
GATACTGGGTATCTTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATT 
CGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGTGGTTTACTGC 
TCGGTGGCGCAGCTAACGCGTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCC 
CTTGACATCCCGATCGCGGAGAGTGGAGACACACTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGT 
TGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAATGGGCAGCGAAACC 
GCAAGGTGGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTC 
GGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGG 
TCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCT 


>gi|219878266|ref|NR_025405.1| Microbacterium phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial 
sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCAGCTTGCTGGGTGGATCAGT 
GGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAA 
TACTGGATACGAGTAGCGACCGCATGGTCAGTTACTGGAAAGATTTATTGGTTGGGGATGGGCTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAG 
AAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAT 
CCGGAGGCTCAACCTCCGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAAC 
TGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTT 
GGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCT 
TTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACA 
ATGGCCGGTACAAAGGGCTGCAATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATT 
GAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAA 
CCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCG 
GAAGGTGC 


>gi|219878254|ref|NR_025393.1| Mycobacterium frederiksbergense strain DSM 44346 16S ribosomal RNA, 
partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGA 
GTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATATGAC 
CATGCACTTCCTGGTGTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTG 
GTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTG 
AGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAG 
CGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACAGACGAAGCGCAAGTGACG 
GTATGTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGT 
CCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACT 
GTGGGCGTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGG 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTG 
GGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGC 
GAAGAACCTTACCTGGGTTTGACATGCACAGGACGACGGCAGAGATGTCGTTTCCCTTGTGGCCTGTGTG 
CAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCGTAGGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAG 
GGCTGCGATGCCGTGAGGTGGAGCGAATCCTTGTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTC 
GACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGG 


GAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCT 
GGAT 


>gi|219878251|ref|NR_025390.1| Parasporobacterium paucivorans strain SYR1 16S ribosomal RNA, partial 
sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCNAACGAAGCATGCAGGACGGAGTTTTTCGGAACG 
AAGGAATGCATGACTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTTATACAGGGGGATAAC 
AGTTAGAAATGGCTGCTAATACCGCATAAGCACACAGTATCGCATGATACGGTGTGAAAAACCCTGGTGG 
TATAAGATGGGCCCGCGTCTGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATCAGTAGCC 
GGCTTGAGAGAGTGGACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATTTCGGTATGTAA 
ACTTCTATCAGCAAGGAAGATAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCAGGGCAA 
GTCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGAAACTGCCTTGCTAGAGTGCAGGAGAG 
GTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACT 
TACTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAATACTAGGTGTCTGGGGGCAACGCCCTTAGGTGCCGAAGCTAACGCATTAAGTA 
TTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGTCTTGACATCCTTCTGACCGGACGGTAA 
CACGTCCTTCCCTTCGGGGCAGGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTCAAGTCCCGCAACGAGCGCAACCCTTATCTTCAGTAGCCAGCAATTCGGTTGGGCACTCTGGAGAG 
ACTGCCGGGGATAACCCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGATTAGGGCTAC 
ACACGTGCTACAATGGCGTAAACAAAGAGAAGCAAAGCCGTGAGGTGGAGCAAACCTCAAAAATAACGTC 
CCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGGATCAGCATGC 
CACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCCGGAAATGCCCGAAGC 
CTGTGACCCAACCTGAAAAGGAGGGAGCAGTCGAAGGCGGGGCCGGTGACTGGGGTGAAGTCGTAACAAG 
GTAGCCGTATCGGAAGG 


>gi|219878163|ref|NR_025302.1| Aminobacter niigataensis strain DSM7050 16S ribosomal RNA, partial 
sequence 
TTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGA 
GCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCAGCTCTACGGAATAACTCAGGGAAACTTGTGCTA 
ATACCGTATACGTCCGATAGGAGAAAGATTTATCGGAGTTGGATGAGCCCGCGTTGGATTAGCTAGTTGG 
TGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGC 
CATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACC 
GGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAA 
TTACTGGGCGTAAAGCGCACGTAGGCGGATTGTTAAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGAA 
CTGCCTTTAATACTGGCAATCTAGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCG 
TAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGAGAGCTAGCCGTCGGCAAG 
TTTACTTGTCGGTGGCGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCT 
TACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATCCCTTCAGTTCGGCTGGACCGGTGACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTTCG 
CCCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGAAG 
ATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCA 
GCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGC 
ATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCACTGCGCTAACCGCAAGGAGGCAGGTGACCA 
CGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 


>gi|219878162|ref|NR_025301.1| Aminobacter aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 
TTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGA 
GCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCAGCTCTACGGAATAACTCAGGGAAACTTGTGCTA 
ATACCGTATACGTCCGATAGGAGAAAGATTTATCGGAGTTGGATGAGCCCGCGTTGGATTAGCTAGTTGG 
TGGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGC 
CATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACC 
GGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAA 
TTACTGGGCGTAAAGCGCACGTAGGCGGATTGTTAAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGAA 
CTGCCTTTAATACTGGCAATCTCGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCG 
TAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGAGAGCTAGCCGTCGGCAAG 
TTTACTTGTCGGTGGCGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCT 
TACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATCCCTTCAGTTCGGCTGGACCGGTGACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTTCG 
CCCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGAAG 
ATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCA 
GCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGC 
ATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCACTGTGCTAACCGCAAGGAGGCAGGTGACCA 


CGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTC 


>gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium azorense Az-Ful strain Az-Ful 16S ribosomal RNA, 
partial sequence 
CGCGAACGTTGGCGGCGTGCCTAACACATGCAAGTCGTGGGGCAGCAGGCTATTACCTTCGGGTAATAGT 
GCTGGCGACCGGCAAACGGGTGAGTAACGCGTAGCTAACCTACCCATAGGTTGGGGATAACCATCCGAAA 
GGGTGGCTAATACCCAATAATGAGGAGACTCCAAAGCCCTTTTGGGCGCCTATGGATGGGGCTGCGTCCC 
ATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTACGACGGGTAACCGGTCTGAGAGGATGATCGGTC 
ACAGCGGGACTGAGACACGGCCCGCACCCCTACGGGGGGCAGCAGTGGGGAATATTGGGCAATGGCCGAA 
AGGCTGACCCAGCAACGCCGCGTGGTGGATGAAGCCCTTCGGGGTGTAAACACCTTTTCTGGGGGAAGAT 
AATGACGGTACCCCAGGAATAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGA 
ACGTTGCGCGAAATTACTGGGCGTAAAGGGTCCGTAGGCGGTCTGGTAAGTGGAAGGTGAAATCCTACGG 
CTCAACCGTAGAATTGCCTTCCAAACTGCTGGACTTGAGGCAGGGAGAGGTCGGCGGAATTCCCGGTGTA 
GCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCGACTGGAACTGTCCTGACGCT 
GAGGGACGAAAGC TAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACRATGGATGCT 
AGATGTGGCCTACGAAAGTAGGCTGTGCCGCAAGCTAACGCGTTAAGCATCCCGCCTGGGRAGTACGGCC 
GCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAACCGGTGGAGCGTCTGGTTTAATTCGATGC 
TAACCGAAAAACCTTACCAGGGTTTGACATGCGGTGTGTCGGGTATGAAAGTACCCTAGGCTATGATTAT 
TCATAGCCGCGCCGCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGCCCTGTGTTACCAGCGGGTAAAGCCGGGTACTCACAGGGGACTGCCGGCGA 
TAAGTCGGAGGAAGGAGGGGATGACGTCAGATCAGTATGCCCTTTATGCCCTGGGCTACACAGGCGCTAC 
AGTGGCAGGGACAATGGGACGCAACGCAGCAATGCGGAGCAAATCCCCTAAACCCTGTCGTGGTGCGGAT 
TGRGGGTTGCAACTCACCCCCATGAAGGCGGAATCGGTAGTAATGGCGAATCAGCAATGTCGCCGTGAAT 
ACGTTCCCGGGTCTTGTACACACCGCCCGTCACGCCATGGGAGTCGGGTTCATCGGAAGTCCCCGAGCTA 
ACCCGCAAGGGAGGCAGGGGCCGATGATGGGCCTGATGACTGGGGCG 


>gi|219878114|ref|NR_025253.1| Mesorhizobium temperatum strain SDW 018 16S ribosomal RNA, partial 
sequence 
GGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAA 
TCTACCCATCTCTACGGAACAACTCCGGGAAACTGGAGCTAATACCGTATACGTCCTTCGGGAGAAAGAT 
TTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATC 
CATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGG 
GTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCC 
AGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGA 
TATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGGTATCTCGAGTCC 
GAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAA 
GGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTTGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCAT 
TAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGGTCGCGGTC 
TCCAGAGATGGAGACCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCAC 
TCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGG 
GCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCA 
AAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGA 
TCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTT 
ACCCGAAGGCGCTGTGCTAACCGCAAGAGGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCG 
TAA 


>gi|219857537|ref|NR_025125.1| Desulfitobacterium metallireducens strain 853-15 16S ribosomal RNA, 
partial sequence 
AACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGAACTCAATAAGCTTGCTTAGCGAGTTTTTA 
GTGGCGGACGGGTGAGTAACGCGTGGGTAACCTACCCATTAAATCGGGACAACCCTTGGAAACGAGGGCT 
AATACCGGATACGTTTAACTGATGGCATCATCGGTTAAAGAAAGATGGCCTCTGAACATGCTATCGATAA 
TGGATGGACCCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCCGGC 
CTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGATGAAGGCCTTCGGGTTGTAAAGT 
ACTGTTTTCAGGGACGAACGGTAGATATGCAAATAGTGTATTTACATGACGGTACCTGAGGAGGAAGCCC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGCGTAA 
AGGGCGCGTAGGCGGATAATTAAGTCTGGTGTGAAAACTTGGGGCTCAACCCCAAGCCTGCATCGGAAAC 
TGGTTATCTTGAGGACAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAG 
GAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTAGAGGGTATCGACCCCTTCT 
GTGCCGCAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTT 
GACATCCTACGAATTCTTAGGAAACTAAGGAGTGCCCTTCGGGGAACGTAGAGACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCTA 
ACGAGTAAGGTCGAGCACTCTAGACAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAAT 
CATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCCGGTACAGACGGAAGCGAAGCCGCGA 
GGTGGAGCAAATCCGAGAAAGCCGGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAACATGAAGTTGGA 
ATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGAAAGTCTGCAACACCCGAAGCCGGTGAGGTAACCCGAAAGGGAGCTAGCCGTCGAAGGTGGGGC 


CGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219857484|ref|NR_025072.1| Amycolatopsis rubida strain 13.4 16S ribosomal RNA, partial sequence 
CTTAACACATGCAAGTCGAACGCTGAACCGGTTTCGGCCGGGGATGAGTGGCGAACGGGTGAGTAACACG 
TGGGTAATCTGCCTTGTACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTTCACC 
GCATGGTGGGGGGTGGAAAGTTCCGGCGGTACGGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTA 
GTGGCCTACCAAGGCGACNACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCG 
CGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGAGAGTGACGGTACCTGG 
ATAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATT 
ATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAATCTCCACGCTTAACGTGGAGCGT 
GCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCA 
GATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGT 
GGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGCGACAT 
TCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACC 
TTACCTGGGCTTGACATGCGCCAGACATCCCCAGAGATGGGGCTTCCCTTGTGGTTGGTGTACAGGTGGT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAGTCCCGCAACGAGCGCACCCTATCTGCGTT 
GCCAGCGCGTCATGGCGGGACTCGTGGGAGACTGCCGGTGTCAACTCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCG 
CGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTAGACTGCGTGAAGTC 
GGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCTTCGGGGAGGGAGTGGTCGAAGGTG 
GG 


>gi|219857449|ref|NR_025037.1| Neochlamydia hartmannellae strain AlHsp 16S ribosomal RNA, partial 
sequence 
GATCTTGGTTCAGATTGAATGCTGACGGCGTGGATGAGGCATGCAAGTCGAACGAAGTGTAGCAATACAC 
TTAGTGGCGGAAGGGTTAGTAATACATGGGTAACTTACCATTAACTTAGGAATAACGATTGGAAACGATC 
GCTAATACCGAATGTGGTGATAACAAGGCATCTTGAAATCATTAAAGTGGGGGATCGAAAGACCTCGCGG 
TTAAAGAGAGGCCCATGGGATATCAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCTAAGACGTCTAGGC 
GGATTGAGAGATTGACCGCCAACACTGGGACTGAGAACTGCCCAGACTCCTACGGGAGGCTGCAGTCGAG 
AATCTTTCGCAATGGGCGAAAGCCTGACGAAGCGACGCCGTGTGAGCGATGAAGGCCTTCGGGTCGTAAA 
GCTCTTTCGCTTGGGAACAAGAGGATCTGTCTAATAAGCAGAGAATTTGAGGGTACCAGGTAAAGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCAAGCATTAATCGGATTTATTGGGCGTA 
AAGGGCGCGTAGGCGGAAAGGAAAGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAACAGCATTTGAAA 
CTCCCTTTCTTGAGGGTAGACGGAGAAAATGGAATTCCACAAGTAGCGGTGAAATGCGTAGATATGTGGA 
AGAACACCAGTGGCGAAGGCGATTTTCTAGTTTACACCTGACGCTGAGGCGCGAAAGCAAGGGGATCAAA 
CAGGATTAGATACCCTGGTAGTCCTTGCCCTAAACTACGTATACTTGGTGTAACTGGAATCAACCCTAGT 
TGTGCCGAACGTAACGCGATAAGTATACCGCCTGAGGAGTACGCTCGCAAGGGTGAAACTCAAAAGAATT 
GACGGGGACCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCCAGGTT 
TGACATGCAGATGATCGTTACAGAAATGTAATTTCCCTTCGGGGCATCTGCACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGCCGTGAGGTGTTTGGTTAAGTCCAGCAACGAGCGCAACCCTTATCATTAGTTGCCAAC 
ACTTAGGGTGGGAACTCTAATGAGACTGCCTGGGTTAACCAGGAGGAAGGTGAGGATGACGTCAAGTCCG 
CATGGCCCTTATATCTGGGGCTACACACGTGCTACAATGGTCGGTACAGAAGGCAGCGAAACCGTGAGGC 
GGAGCAAATCCCGAAAGCCGATCCCAGTTCAGATTGTAGTCTGCAACTCGACTACATGAAGACGGAATTG 
CTGGTAATGGTGGGTCAGCAACACCACCGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACATC 
ATGGGAGTTGGCTTTACCCGAACGCGCTGGCTCAACCGCAAGGAGAGAGGCGTCTAAGGTGAGGCCGATG 
ACTGGGATGAAGTCGTAACAAGGTAGCCTACCGGAAGGTGGGGCTGGATCACCTCCTTT 


>gi|219857416|ref|NR_025004.1| Runella zeae strain NS12 16S ribosomal RNA, partial sequence 
TACATGCAAGGCGAAGGGGCAGCAATGTCACTGTCGTACGGGTGCGTAACACGTATGCAACCTACCTATC 
ACAGGGGGATAGCCTCTGGAAACAGGGATTAATACCGCATAAAGCAGGGACACCGCATGGTGATATTGCT 
AAAGATTTATCGGTGATAGATGGGCATGCGTCTGATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACG 
ATGATCAGTAGGGGGCGTCAGAGCGTGGTCCCCCACACTGGCACTGAGATACGGGCCAGACTCCTACGGG 
AGGCAGCAGTAGGGAATATTGGGCAATGGATGCAAGTCTGACCCAGCCATGCCGCGTGCAGGAAGAAGGT 
CCTCTGGATTGTAAACTGCTTTTTTGGGGGAAGAATAGTTTTCTTGCGAGGAAAATGTGACGGTACCCTA 
AGAATAAGCCACGGTAACTACGTGCCACAACCGCGGTAATTCGTAGGTGGCAAGCGTTGTCCGGATTTAT 
TGGGTTTAAAGGGTGCGTAGGTGGTTTGATAAGTCAGTGGTGAAAGCCGGTTGCTCAACAATCGAGTTGC 
CATTGATACTGTCGGACTTGAGAGAAGTGGAGGTTCATGGAATGGATGGTGTAGCGGTGAAATGCATAGA 
TATCATCCAGAACGTCGATTGCGAAGGCAGTGGGCTGTACTTTATCTGACACTGAGGCACGAAAGTGTGG 
GGATCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACGATGCGAACTAGCTTTTTGGTTTTTGG 
ATTGGGAGGC TAAGGGAAACCGATAAGTTCGCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGG 
AATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTG 
GGCTAAATCCAGATATGAATTTAGCAGAGATGTTAGAGCCAGCAATGGCATATTTGAAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGGGGATAGTTGC 
TAACAGGTAAAGCTGAGGACTCTATTTCAACTGCCTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAA 
GTCATCATGGCCCTTACGTCCAGGGCTACACACGTGCTACAATGGCGTGTACAGAGTGTTGCGAGGTGGT 
GACACTGAGCCAATCACTAAAAGCACGTCACAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAAGCTG 
GAATCGCTAGTAATCGCGCATCAGCAATGGCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGT 
CAAGCCATGGAAGTCGGGGAGACCTAAA 


>gi|219857412|ref|NR_025000.1| Mycobacterium kubicae strain CDC 941078 16S ribosomal RNA, partial 
sequence 
GTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAAC 
ACGTGGGTGATCTACCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCATGA 
GATGCATGTCTTATGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGG 
GTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACG 
CCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACC 
TGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGA 
ATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACCGGGGGCTTAACCCTCGG 
CGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGC 
GCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAG 
CGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTT 
CCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGA 
ACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGT 
GGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTC 
TCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGA 
TGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTG 
CGATGCCGCGAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCC 
CGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 


>gi|219857241|ref|NR_024869.1| Treponema socranskii subsp. paredis strain ATCC 35535 16S ribosomal RNA, 
partial sequence 
TGGCTCAGAACGAACGCTGGCGGCGCGTCTTAACCATGCAAGTCGAGCGGCAGGCAGCAATGCCGAGAGC 
GGCGGACTGGTGAGTAACACGTGGATAACGTACCCCGCTGACCGGGACAGCCTGTAGAAATAGAGGGTGA 
TACCGGATAGATCACTGTTTGCGATAGGTAGACAGCGGGAAAGGAGCTTCGGCTCCGCAACGGGATCGGT 
CTGCGGCCCATCAGCTGGACGGCGGGGTAACGGCCCGCCGTGGCGAGGACGGGTATCCGGCCTGAGAGGG 
CGGACGGACACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGGTAAGAATATTCCGCA 
ATGGGGGAAACCCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCCGGAAGGTTGTAAAGTTCTTTTCTG 
TCCGAGGAATAAGTGTTGGAGGAAATGCCGACATGGTGACGGTAGGGCAGGAATAAGCACCGGCTAATTA 
CGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGCA 
GGCGGGTCGCCAAGCTTGGTAAGAAATACCGGGGCTCAACTCCGGAGCTATATTGAGAACTGGCGAGCTA 
GAGTTGCCGAAGGGTATCCGGAATTCCGTGTGAAGGGGTGAAATCTGTAGATATGCGGAAGAACACCGAT 
GGCGAAGGCAGGATACCGGCGGACGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCGCACAGTCAACGATGTACACTGGGCGTGTGCGCAAGAGCGTGCGTGCCGAAGCAAAC 
GCGATAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGGTACGCGAGGAACCTTACCTGGGTTTGACATACACAGCGA 
TCATATAGAGATATGTGAGCGTAGCAATACGGCTGTGAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCGGTTACTAACAGGTAGCGCTGAG 
GACTCAGGCGGAACTGCCTGCGACAAGCAGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTAT 
GTCCAGGGCTACACACGTGCTACAATGGCCGCCACAGAGCGAGGCGAAGCCGAGAGGCGGAGCAGAACGC 
AGAAAAGCGGTCGTAGTCCGGATTGAAGTCTGAAACTCGACTTCATGAAGCTGGAATCGCTAGTAACCGC 
ACATCAGCACGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGCAGGG 
GGTACCCGAAGCCGGCAGTCCAACCGCAAGGGGGACGCTGTCGAAGGTACGCTTTGTGAGGGGGGTGAAG 
TCGTAACAA 


>gi|219857240|ref|NR_024868.1| Treponema socranskii subsp. buccale strain ATCC 35534 16S ribosomal RNA, 
partial sequence 
GCTCAGAACGAACGCTGGCGGCGCGTCTTAACCATGCAAGTCGAGCGGCAGGCAGCAATGCCGAGAGCGG 
CGGACTGGTGAGTAACACGTGGATAACGTACCCCGATGCCCGGGACAGCCTGTAGAAATAGAGGGTGATA 
CCGGATAGATCACTGTATACGGAAGGTAGACAGCGGGAAAGGAGCTTCGGCTCCGCGCCGGGAACGGTCT 
GCGGCCCATCAGCTGGACGGCGGGGTAACGGCCCGCCGTGGCGAGGACGGGTATCCGGCCTGAGAGGGCG 
GACGGACACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGGTAAGAATATTCCGCAAT 
GGGGGGAACCCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCCGGAAGGTTGTAAAGTTCTTTTCTGTC 
CGAGGAATAAGTGTAGGAGGAAATGCCTGCATGGTGACGGTAGGACAGGAATAAGCACCGGCTAATTACG 
TGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGCAGG 
CGGGTCGCCAAGCTTGGTAAGAAATACCGGGGCTCAACTCCGGAGCTATATTGAGAACTGGCGAGCTGGA 
GTTGCCGAAGGGTATCCGGAATTCCGCGTGAAGGGGTGAAATCTGTAGATATGCGGAAGAACACCGATGG 
CGAAGGCAGGATACCGGCGGACGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCGCACAGTCAACGATGTACACTGGGCGTGTGCGCAAGAGCGTGCGTGCCGAAGCAAACGC 
GATAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGGTACGCGAGGAACCTTACCTGGGTTTGACATCAAGAGGGATC 
ATATAGAGATATGTGAGCGTAGCAATACGGCTCTTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCG 
TGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCGGTTACTAACAGGTAAAGCTGAGGA 
CTCAGGCGGAACTGCCTGCGACAAGCAGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTATGT 
CCAGGGCTACACACGTGCTACAATGGCCGCCACAGAGCGAGGCGAAGCCGAGAGGCGGAGCAGAACGCAG 
AAAAGCGGTCGTAGTCCGGATTGAAGTCTGAAACTCGACTTCATGAAGCTGGAATCGCTAGTAACCGCAC 
ATCAGCACGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGCAGGGGG 
TACCCGAAGCCGGCAGTCCAACCGCAAGGGGGACGCTGTCGAAGGTACGCTTTGTGANGGGGGTGAAGTC 
GTAACAA 


>gi|219857194|ref|NR_024822.1| Brevibacillus limnophilus strain DSM 6472 16S ribosomal RNA, partial 


sequence 
CGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTGTTTGGAGCTTGCTCCAGACAGGTTA 
GCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTCTCAGACCGGGATAACATAGGGAAACTTATGCT 
AATACCGGATAGGTTTTCGGATCGCATGATCCGAAAAGAAAAGGCGGCTTTTCGCTGTCACTGGGAGATG 
GGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCC 
ACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGGATTGTAAAGTTCTGTT 
GTCAGGGACGAACAAGTACCGTTTGAACAAGGCGGTACCTTGACGGTACCTGACGAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCG 
CGCAGGCGGCTATGTAAGTCTGGTGTTAAAGCCCGGGGCTCAACCCCGGTACGCATCGGAAACTGTGTAG 
CTTGAGTGCAGAAGAGGAAAGCGGTATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACC 
AGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTTTCAATACCCTCAGTGCCGC 
AGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
CGCTGACCGCTCTGGAGACAGAGCTTCCCTTCGGGGCAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCAGCATTCAGT 
TGGGCACTCTAGAGAGACTGCCGTCGACAAGACGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCC 
TTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGGGACGCTACCTCGCGAGAGGATGCCAA 
TCTCTGAAAACCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAA 
TCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGT 
TTGCAACACCCGAAGTCGGTGAGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGACTGGGGT 
GAAGTCGTAACAAGGTATCCGTACCGGAAGG 


>gi|219857144|ref|NR_024772.1| Corynebacterium efficiens YS-314 16S ribosomal RNA, partial sequence 


GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTGCTTGCAGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCGCACTTCGGGATAAACCTGGGAAACTGGGTCTAA 
TACCGGATACGACCCCCTGGTAGGTCAGGGGGTGGAAAGATTTTATCGGTGTGGGATGACTGCGGCCTAT 
CAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGATCGGCCAC 
ATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGACAGGGACGAAGC 
TTTTGTGACGGTACCTGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTG 
CGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATCCCG 
GGGCTTAACTTCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTGGGCAGTAACTGA 
CGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGN 
CGCTAGGTGTAGGGGACTTCCACGTCTTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACTAGATCGCTGCAGAGATGTAGCTTCCCTTGT 
GGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCTTATGTTGCCATCACGTGATGGTGGGCACTCATGAGAGACTGCCGGGGTTAACTC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCGAGGGCTTCACACATGCTACAATGG 
TCGGTACAGCGAGTTGCCACACCGTGAGGTGGAGCTAATCTCTCAAAGCCGGCCTCAGTTCGGATTGGGG 
TCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCCAACCCG 
TAAGGGGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAG 


>gi|219856813|ref|NR_024632.1| Vibrio halioticoli strain A431 16S ribosomal RNA, partial sequence 


CATGCAAGTCGAGCGGAAACGAGTTGTCTGAACCTTCGGGGAACGATAACGGCGTCGAGCGGCGGACGGG 
TGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAT 
GTCTACGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCTTCAGGATATGCCCAGGTGGGATTAGCTAGTT 
GGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACT 
GAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCA 
GCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGCGTTGAAGT 
TAATAGCTTCATCGTTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGAT 
GTGAAAGCCCGGGGCTCAACCTCGGAACCGCATTTGAAACTGGCAGGCTAGAGTACTGTAGAGGGGGGTA 
GAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGA 
CAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCC 
TGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTG 
GTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACGTAATGGTGGGAACTCCAGGGAGACTGCC 
GGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGT 
GCTACAATGGCGCATACAGAGGGCAGCCAACCAGCGATGGTGAGCGAATCCCAAAAAGTGCGTCGTAGTC 
CGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAG 
TTTAACCTTCGGGAGGACGCTCACCACT 


>gi|219846811|ref|NR_026403.1| Deinococcus radiopugnans ATCC 19172 16S 
AGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAGTCGAACGGGCATCTTCGGATGCCAGTGGCGCACG 


ribosomal RNA, partial sequence 


GGTGAGTAGCGCGTGACTGACCTGCCCCAAAGTCCTCGGATAACTGGCTGAAAGGTCAGCTAATACGGGA 
TGTGCAGCATCCTCGTGTGGATGTTGTAAAGGCTATGACCGCTTTGGGATGGGGTTGCGTTCCATCAGCT 
AGTTGGTGGGGTAAAGGCCCACCAAGGCGACGACGGATCACCGGCCTGAGAGGGTGGCCGGTCACAGGGG 
CACTGAGACACGGGTCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCCCAATGGACGAAAGTCTGA 
GGGAGCGACGCCGCGTGAGGGATGAAGGTTTTCGGATCGTAAACCTCTGAATCTGGGACGAAAGACCGCG 
AAGAGCGGAGATGACGGTACCAGAGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCAAGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTACGCGGCCTGCCAAGTCTGGTTTTAAA 
GCCTGCGGCTCAACCGCAGAGATGGACTGGAGACTGGTAGGCTAGACCTCTGGAGAGAGAACTGGAATTC 
CTGGTGTAGCGGTGGAATGCGTAGATACCAGGAGGAACACCGATGGCGAAGGCAGGTTCTTGGACAGAAG 
GTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGA 
TGTACGTTGGCCTACAGCAGGATGCTGTTGTGGGCGAAGCTAACGCGATAAACGTACCGCCTGGGAAGTA 
CGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCATGAACCCCTGAGAGATCAGGGGGTGCCCTTC 
GGGGAGCATGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTACCTTCAGTTGCCAGCATTCAGTTGGGCACTCTGACGGGACTGCCTATGAAAGT 
AGGAGGAAGGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGACCTGGGCTACACACGTGCTACAATGG 
ATGGTACAACGCGCAGCCAACTCGCGAGAGTGAGCGAATCGCCAAAAGCCATCCCCAGTTCAGATCGGAG 
TCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGTGGGTCAGCATACCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTAAATTGCAGCTGAAACCGCCGGGAGCCGAAAG 
GCAGGCGTCTAGGCTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAACTGTACCGGAAGGTGCGG 


>gi|219846707|ref|NR_026299.1| Brevibacterium mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 
GGACGAACGCTGGCNGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCNTGGTGTTTTCACTGGGTGGA 
TGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTNCCCNNNACTTCGGGATAANCTTGGGAAACTGGG 
TCTAATACCGGATATTCTGCGTGATCGTATGGTTGTGTAGGAAAGATTTTTTGGTAAGGGATGGGCTCGC 
GGCCTATCAGTTTGTTGGTGGGGTGATGGCCTACCAAGACGACGACGGGTAGCCGGCCTGAGAGGGCGAC 
CGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
GGNAACCCTGATGCANCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGA 
AGAAGCGTAAGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTACTAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTTCGTAGGTGGTTTGTCGCGTCTGCTGTGGA 
AACGTGCCGCTTAACGGTGCGCGTGCAGTGGGTACGGGCGGACTAGAGTGCAGTAGGGGAGTCTGGAATT 
CCTGGTGTAGCGGTGTAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGCTGT 
TACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAAC 
GTTGGGCACTAGGTGTGGGGTCCATTCCACGGATTCTGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACTGGATCGNTGCAGAGATGTGGTTT 
TCTTTTTGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATGGGAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACGCATGCTA 
CAATGGCCGGTACAGAGGGTGGCGATACCGTGAGGTGGAGCGAATCTCTTAAAGCCGGTCTCAGTTCGGA 
TCGTAGTCTGCAACTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCT 
AACC 


>gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea strain CBS 107.95 16S ribosomal RNA, partial 
sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCTTTCGGGGGTACACGAGTGGCGAA 
CGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACCGGGTCTAATACCGG 
ATATGAGCTCCTGCCGCATGGTGGGGGTTGGAAAGTTTTTCGGTGCAGGATGAGTCCGCGGCCTATCAGC 
TTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGATCGGCCACACTG 
GGACTGAGACACGGGCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTG 
ATGCAGCGACCCCGCGTGGGGGATGACGGTCTTCGGATTGTAAACTCCTTTCAGTAGGGACGAAGCGAAA 
GTGACGGTACCTGCAGAAGAAGCACCGCCAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGC 
GTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCCCGTCGTCTGTGAAAATCCTCCAGC 
TCAACTGGGGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTG 
AGGAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTA 
GGTGTGGGGTCCTTCCACGGATTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGC 
AACGCGAAGAACCTTACCTAGGCTTGACATATACAGGACGACGGCAGAGATGTCGTTTCCCTTGTGGCTT 
GTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCCTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTTCACACATGCTACAATGGCTAGTA 
CAGAGGGCTGCGAGACCGCGAGGTGGAGCGAATCCCTTAAAGCTAGTCTCAGTTCGGATTGGGGTCTGCA 
ACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACAGCCGAAGCCGGTGGCCTAACCCTTGTGGA 
GAGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACTAGGTATCCGT 


>gi|219846655|ref|NR_026247.1| Treponema lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCGCGTCTTAAACATGCAAGTCGAACGGTAAGGAAGGAGCTTGCTCCTTTCTGAGA 
GTGGCGGACTGGTGAGTAACACGTGGGTGACATACCTTTTAGATGGGGATAGCTATTAGAAATAGTAGGT 
AATACCGAATGTGACCGTATCTGTTAGAGGGATACGAGGAAAGGAGC TAAGGCTTCGCTAAAAGAATGGC 
CCGCGGCCCATTATGCTCGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGGGTATCCGGCCTGAGAGG 


GTGGACGGACACATTGGGACTGAGATACGGCCCAGACTTCTACGGGAGGCAGCAGTTAAGAATATTCCGC 
AATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGAAGAATGCCGAAAGGTTGTAAAATCCTTTTAA 
GCCTGAGGAATAAGCACAGTAGGGAATGATTGTGTGGTGACTGTAGGGCTTGAATAAGCACCGGCAAATT 
ACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGT 
AGGCGGATGAGCAAGCTTGGTGTGAAATGCTACAGCTTAACTGTGGGACAGCATTGAGAACTGCACATCT 
TGAATTACTGAAGGGTAACTAGAATTCCACGTGTAGGGGTGAAATCTGTAGATATGTGGAAGAATACCAA 
TGGCGAAGGCAAGTTACCGGCAGATAATTGACGCTGAGGTGCGAAAGTGCGGGGAGCGAACAGGATTAGA 
TACCCTGGTAGTCCGCACAGTAAACGATGTACACTAGGTGTCTGGCAACAAAGCTGGGTGCCAAAGCAAA 
CGTGGTAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTNACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGGTACGCGAGGAACCTTACCTGGGTTTGACATAGTACTTA 
AGTTCGTAGAGATACGGATGCGTAGCAATACGAAGTACAACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTACTAACAGGTAATGCTTG 
AGGACTCTGGCGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTT 
ATGTCCAGGGCTACACACGTGCTACAATGGTAGCGACAGAGTGAAGCGAAGCCGCGAGGTGGAGCAAAAC 
GCAGAAAAGCTATCGTAGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGTTGGAATCGCTAGTAATC 
GCATATCAGCACGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTAG 
AGGGTACCCGAAGTCGGTAGTCTAACCGCAAGGAGGACGNTGCCGAAGNTATGCTTTNTAAGGAGGGTGA 
AGTCGTAAC 


>gi|219846539|ref|NR_026131.1| Clostridium grantii Al 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCNGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGNTGGAGTTCCTTCG 
GGGACGGATTAGCGGCAGACGGGTGAGTAACACGTGGGCAACCTACCTCGGAGTGGGGGATAACCTTCCG 
AAAGGGAGATTAATACCGCATAACATATTTTTTTACGCATGTGAGAAATATTAAAGATTTATTGCTTCGA 
GATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCT 
GAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATTGTAAAACTC 
TGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGTATGTAGGCGGATGCTTAAGTCAG 
ATGTGAAATCCCCGGGCTCAACCTGGGGGCTGCATTTGAAACTGGGCATCTGGAGTGCAGGAGAGGAAAG 
TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACATCAGTGGCGAAGGCGACTTTCTG 
GACTGTAACTGACGCTGAGATACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGAATACTAGGTGTCGGGGGGTACCACCCTCGGTGCCGCAGCTAACGCAATAAGTATTCCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGT 
GGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTTCTGCATTACTCTTAATCGAGGA 
AATCCCTTCGGGGACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCGAGACTGCCT 
GGGTTAACCAGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTG 
CTACAATGGCCGGTACAGAGAGTTGCAATACCGCGAGGTGGAGCTAATCTTTAAAGCCGGTCCCAGTTCG 
GATTGCAGGCTGAAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGA 
ATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAACACCCGAAGCCTGTGAGG 
TAACCGTAAGGAGCCAGCAGTCGAAGGTGGGATCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAG 
GAGAACCTGCGGCTGGATCACCTC 


>gi|219846423|ref|NR_026014.1| Massilia timonae strain UR/MT95 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGG 
AGCTTGCTCCGCTGACGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCCAAGAGTGGGGGATAAC 
GTAGCGAAAGTTACGCTAATACCGCATACGATCTATGGATGAAAGCAGGGGACCTTCGGGCCTTGTGCTC 
CTGGAGCGGCCGATATCTGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGG 
TCTGAGAGGACGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAG 
CTCTTTTGTCAGGGAAGAAACGGCTGTGGCTAATATCCACGGCTAATGACGGTACCTGAAGAATAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAACCGTTAATCGGAATTACTGGGCGTAA 
AGCGTGCGCAGGCGGTTTTGTAAGTCTGTCGTGAAATCCCCGGGCTCAACCTGGGAATTGCGATGGAGAC 
TGCAAGGCTAGAATCTGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAG 
GAACACCGATGGCGAAGGCAGCCCCCTGGGTCAAGATTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTTTTAATTAACTTGGT 
AACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGA 
CATGTCAGGAAGGCCGGAGAGATCTGGTTGTGCCCGAAAGGAACCCTGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACG 
CAAGAGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGAGCT 
AATCCCAGAAAGTGTATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTTGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GCGGGTTTTACCAGAAGTAGGTAGCTTAACCGTAAGGAGGGCGCTTACCACGGTAGGATTCGTGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGT 


>gi|219846421|ref|NR_026012.1| Desulfuromonas chloroethenica strain TT4B 16S ribosomal RNA, partial 
sequence 

CAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGTGAATCGACCCTTCGGGTCGAGGAAA 
GTSGCGCACGGGTGAGTAACACGTGGATAATCCACCCAATGATCTGGGATAACACTTCGAAAGGGGTGCT 
AATACCTGATAAGCCCACGGGCTCTTCGGAGCTTGCGGGAAAAGGTGGGGAACCTTCGGGTCCTGCCGTC 
ACTGGATGATCCGCGTCCCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGGGTAGCTGG 


TCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAG 
CTCTGTCAGAGGGGAAGAAACTCCCGGGTGATAATAACACTTGGGCCTGACGGTACCCTCAAAGGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTA 
AAGCNCGTGTAGNCGGTTGGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCGGGAAGTGCATTTGGAGA 
CTGGCTAACTTGAGTACGGGAGAGGGAAGTGGAATTTCGAGTGTAGGGGTGAAATCCGTAGATATTCGAA 
GGAACACCGGTGGCGAAGGCGGCTTCCTGGACCGATACTGACGCTGAGACGCGAAAGTGTGGGGAGCAAA 
CAGGATTAGATCCCCTGGTAGTCCACGCCGTAAACGATGGGCACTAGGTGTTGCGGGTATTGACCCCTGC 
AGTGCCGAAGCTAACGCATTAAGTNCCCCGCCTGGGGAGTACGGTCGCAAGACTAACACTCAAAGGAATT 
GACGGGGGCCCGNACAAGCGGTGGAGCATGTKGTTTAATTCGACGCAACGNGCAGAACCTTACCTGGGCT 
TGACATCCCGATCGCACCTTATGGAAACATAGGGGTCAGTTCGGCTGGNTCGGTGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGCCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTAAGTTGC 
CAGCATTRAGTTGGGCACTCTAAGGAGACTGCCGGTGTTAAACCGGAGGAAGGCGGGGATGACGTCAAGT 
CCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGATACCGCGA 
GGTGGAGCAAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGA 
ATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTNCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGGGAGTCTATTGTACCTGAAATCGGTGGGCTAACNTCGGGANGCAGCNGCTTATGGTATGATCGG 
TNACTGGGGTGAAGTCGTAACAAGGTAACCGT 


>gi|219846400|ref|NR_025991.1| Desulfonema ishimotonii strain Tokyo 01 
sequence 
CTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGCACGAGAACACCCTGCCTCGGCGG 
GGTAAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTGTCTCCGGGTCCGGGATAACGTTGCGA 
AAGCGACGCTAATACCGGATAACATTCCCGTGACCCCGGTCACGGGGATCAAAGGTGGCCTCTGTATACA 
AGCTACCGCCTGGGGGTGAACCCGCGTCCCATTAGCTTGTCGGTGGGGTAACGGCCTACCGAGGCGACGA 
TGGGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGAACTGGAACACGGTCCGGACTCCTACGGGAGGC 
AGCAGTGAGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCCTC 
GGGTCGTAAAGCTCTGTCATGTGGGAAGAACCTGGGGACGGCCAATACCCGTTCCCACTGACGGTACCAC 
AGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAAT 
TATTGGGCGTAAAGAGCGCGTAGGCGGCCTTTCAAGTCAGATGTGAAATCCCGTGGCTTAACCATGGAAG 
TGCATTTGATACTGGGAGGCTTGAGTATGGGAGAGGGAAACGGAATTCCTGGTGTAGCGGTGAAATGCGT 
AGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTCCTGGACCAATACTGACGCTGAGGCGCGAAGGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGGTGATCACTAGGTGTAGCGGGTA 
TTGACCCCTGCTGTGCCGGAGCAAACGCATTAAGTGATCCGCCTGGGGAGTACGGTCGCAAGATTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACC 
TTACCTGGATTTGACATCCCGGGAATTTTCCGGAGACGGAGAAGTGCCCTTCGGGGAGCCCGGAGACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGT 
CTTCAGTTACCATCATTAGGTTGGGGACTCTGAAGATACTGCCCCGGTTAACGGGGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCTTTATGTCCAGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTAGC 
GATCTCGCGAGAGCAAGCCAATCCCATAAAGCCGTCCCCAGTTCGGATCGGAGTCTGCAACCCGACTCCG 
TGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATGAGAGTCGGTTGTACCAGAAGTCGT 


16S ribosomal RNA, partial 


>gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 2077 16S ribosomal RNA partial sequence 


ATGCAAGCTGCACGAGAAAATCCTGAAGCTTGCTTTGGGATAGTAAAGTGGCGCACGGGTGAGTAACGCG 
TGGGTAATCTACCCCTGAATCGGGGATAACATTGCGAAAGCGATGCTAATACCGGATGATATCTTGAGAA 
CTTCGGTTTTTAAGATCAAAGGTGGCCTCTACATGTAAGCTACTGTTTGGGGATGAGCCCGCGTACCATT 
AGCTTGTTGGTAGGGTAACGGCCTACCAAGGCTTCGATGGTTAGCTGGTCTGAGAGGACGATCAGTCACA 
CTGGAACTGACACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGAAACC 
CTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCAAACGGGAAGAACCT 
GTCTTATGTTAATACCATAAGGCACTGACGGTACCGTTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTT 
AAGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAAGTGCATTTGATACTGGATGACTTGAGTATGGGAG 
AGGGAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCTGTGGCGAAGGCGG 
CTTCCTGGACCAATACTGACGCTGATGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCAGTAAACGGTGATCACTAGGTGTAGCGGGTATTGACCCCTGCTGTGCCGAAGTTAACGCATTAA 
GTGATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGATTTGACATCCCGGGAATCTTTTTG 
AAAAAAGAGAGTGCCCTTCGGGGAGCCTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTACCATCAATTCGGTTGGGGACTCTA 
GAGATACTGCCCCGGTCAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGTCCAGG 
GCTACACACGTGCTACAATGGGCTGTACAAAGGGTCGCAACCTCGCGAGAGCAAGCTAATCCCAAAAAAC 
AGTCCATAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGCGGATCAG 
CATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTTGTACCA 
GAAGTTGTTGGGCTAACCCGCAAGNAGGCAGGCACCTAAGGTATGGCTGATGATTGGGGTGAAGTCGTAA 
CAAGGTAA 


>gi|219846220|ref|NR_025810.1| Sejongia jeonii strain AT1047 16S ribosomal RNA, partial sequence 


CGAGCGGTATTTATTCTTCGGAATAGAGAGAGCGGCGTACGGGTGCGTAACACGTGTGCAACCTACCTTT 
ATCAGGGGAATAGCCTTTCGAAAGGAAGATTAATACTCCATAATATATTAGATGGCATCATTTAATATTG 
AAAACTCCGGTGGATAAAGATGGGCACGCGCAAGATTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCA 
ATGATCTTTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGG 
AGGCAGCAGTGAGGAATATTGGACAATGGGTGAGAGCCTGATCCAGCCATCCCGCGTGAAGGATGACGGT 


CCTATGGATTGTAAACTTCTTTTGTATAGGAATAAACCTAGATACGTGTATCTAGCTGAAGGTACTATAC 
GAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTA 
TTGGGTTTAAAGGGTCCGTAGGCGGACCGATAAGTCAGTGGTGAAATCTCATAGCTTAACTATGAAACTG 
CCATTGATACTGTCGGTCTTGAGTAAATTTGAAGTGGCTGGAATAAGTAGTGTAGCGGTGAAATGCATAG 
ATATTACTTAGAACACCAATTGCGAAGGCAGGTCACTAAGATTTAACTGACGCTGAGGGACGAAAGCGTG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGCTAACTCGTTTTTGGGGCGCAA 
GCTTCAGAGACCAAGCGAAAGCGATAAGTTAGCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGATTATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCA 
AGGCTTAAATGGGAAATGACAGGTTTAGAAATAGATCCTTCTTCGGACATTTTTCAAGGTGCTGCATGGT 
TGTCGTCAGCTCGTGCCGTGAGGTGTTAGGTTAAGTCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCT 
AACATTAAGTTGAGGACTCTAGTGAGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATC 
ATCACGGCCCTTACGCCTTGGGCCACACACGTAATACAATGGCCGGTACAGAGGGCAGCTACACAGCGAT 
GTGATGCGAATCTCGAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAAT 
CGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAG 
CCATGGAAGTCTGGGGTACCTGAAGTCGGTGACCG 


>gi|219846219|ref|NR_025809.1| Sejongia antarctica strain AT1013 16S ribosomal RNA, partial sequence 
TGCAAGNCGAGCGGTATAGAATCTTCGGATTCTAGAGAGCGGCGTACGGGTGCGTAACACGTGTGCAACC 
TACCTTTATCAGGAGAATAGCCTTCCGAAAGGAAGATTAATACTCCATAATATATTAGATGGCATCATTT 
AATATTGAAAACTCCGGTGGATAGAGATGGGCACGCGCAAGATTAGATAGTTGGTGAGGTAACGGCTCAC 
CAAGTCTGTGATCTTTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTC 
CTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGAGAGCCTGATCCAGCCATCCCGCGTGAAGGA 
TGACGGTCCTACGGATTGTAAACTTCTTTTGTACAGGGATAAACCCAGATACGTGTATCTGGCTGAAGGT 
ACTGTACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCC 
GGATTTATTGGGTTTAAAGGGTCCGCAGGCGGACCGATAAGTCAGTGGTGAAATCTCATAGCTTAACTAT 
GAAACTGCCATTGATACTGTTGGTCTTGAGTAAATTAGAGGTAGCTGGAATAAGTAGTGTAGCGGTGAAA 
TGCATAGATATTACTTAGAACACCAATTGCGAAGGCAGGTTACCATGATTTAACTGACGCTGAGGGACGA 
AAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGCTAACTCGTTTTTGG 
GGCGCAAGCCTCAGAGACCAAGCGAAAGTGATAAGTTAGCCACCTGGGGAGTACGTTCGCAAGAATGAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATTATGTGGTTTAATTCGATGATACGCGAGGAAC 
CTTACCAAGACTTAAATGGGAAATGACAGGTTTAGAAATAGATCCTTCTTCGGACATTTTTCAAGGTGCT 
GCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTAGGTTAAGTCCTGCAACGAGCGCAACCCCTGTCACT 
AGTTGCTAACATTAAGTTGAGGACTCTAGTGAGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGACGACG 
TCAAATCATCACGGCCCTTACGTCTTGGGCCACACACGTAATACAATGGCCGGTACAGAGGGCAGCTACA 
CAGCGATGTGATGCAAATCTCGAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAG 
CTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
NGTCAAGCCATGGAAGTCTGGGGT 


>gi|219846179|ref|NR_025769.1| Chromohalobacter sarecensis strain LV4 16S ribosomal RNA, partial sequence 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATCCTAGCTTGCTAGGAGGCGTCGAGCGGC 
GGACGGGTGAGTAATGCATAGGAATCTACCCAGTCGTGGGGGATAACCTGAGGAAACTCAGGCTAATACC 
GCATACGTCCTACGGGAGAAAGCGGGGGCTCTTCGGACCTCGCGCGATTGGATGAGCCTATGTCGGATTA 
GCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACAC 
CGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCC 
TGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGCGGGGAAGAAAGCT 
TGTCGGTCAATACCCGGCAAGAGCGACATCACCCCCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCGTGTCAC 
GCCGGGTGTGAAAGCCCCGGGCTCACCCTGGGAACGGCATCCGGAACGGGCAGGCTAAAGTGCAGGAGAG 
GAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCC 
TTCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGTCGACTAGCCGTTGGGGCCCTGGAGGACTTAGTGGCGCAGTTAACGCGATAAGTC 
GACCGCCTGGGGAGTACGGCCGCAGGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTGCGAACCCGGAAGAGA 
TTCCGGGGTGCCTTCGGGAGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTT 
GGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTAC 
ACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAAAGCGCGAGCTGAAGCCAATCCCGAAAAGCCGGTC 
TCAGTCCGGATCGGAGTCTGCAACTCGACTCCGCGAAGTCGGAATCGCTAGTAATCGTGCATCAGAATGG 
CACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTGGACTGCATCCATGAA 
GTGGTTAGCTTAACCTTCGGGATGATGCGATCACCACGGTGGGGTTCA 


>gi|219846127|ref|NR_025717.1| Thalassomonas ganghwensis strain JC2041 16S ribosomal RNA, partial 
sequence 
CAGGCTTAACACATGCAAGTCGAGCGGAAACGAGAATAGCTTGCTATTCGGCGTCGAGCGGCGGACGGGT 
GAGTAATGCTTGGGAACATGCCTTTAGGTGGGGGACAACAGT TGGAAACGACTGCTAATACCGCATAACG 
TCTACGGACCAAAGTGGGGGACCTTCGGGCCTCATGCCTATAGATTGGCCCAAGTGAGATTAGCTAGTAG 
GTAAGGTAAAGGCTTACCTAGGCGACGATCTCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAG 
CCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAAAGGGTGTAAGTT 
AATACCTTGCATCTGTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAT 
ACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTTCTTAAGCGAGATG 
TGAAATCCCGGGGCTTAACCTCGGAACTGCATTTCGAACTGGGTGACTAGAGTACTGTAGAGGGTGGTGG 
AATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGGAAGGAACATCAGTGGCGAAGGCGGCCACCTGGAC 


AGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGTCAACTAGCTGTCTGTGTTCTTGAAACGTGGGTAGCGTAGCTAACGCGCTAAGTTGACCGCCT 
GGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGAGAATTTTCTAGAGATAGATTAG 
TGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGAGTAGTGTCGGGAACTCTAAGGAGACTGCCG 
GTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACACGTG 
CTACAATGGCGTATACAGAGGGCTGCAATACCGCGAGGTGGAGCGAATCCCATAAAGTACGTCGTAGTCC 
GGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTGGCTAGT 
TTAACCTT 


>gi|219846093|ref|NR_025683.1| Mesoplasma corruscae strain ELCA-2 16S ribosomal RNA, partial sequence 


ACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGAGTGCTTGCACTCCAGTGGCGAACGGGTGAGT 
AACACGTATCTAACCTACCTTTTAGTGGGGGATAACTTTTGGAAACGAAAGATAATACCGCATATTAATA 
TCATTATCGCATGAGAAGATATTCAAAGATCCGTTTGGATCGCTAAAAGATGGGGATGCGGCGTATTAGT 
TAGTAGGCGGGGTAATGGCCCACCTAGACAATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTG 
GGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTG 
ATGAAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGGGAAGAAAAAATT 
TGAGAGGAAATGCTCTTATCTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGC 
GGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTCGCAAGT 
TTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGTGGGACTAGAATATCAGAGAGGTA 
AACGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGTTTAC 
TGGCTGATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACG 
CCGTAAACGTTGAGTACTAAGTATTGGGGATTACCTCAGTGCTGCAGCTAACGCATTAAGTACTCCGCCT 
GAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGG 
TTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTACAGAGATGTAGTG 
GAGGTAAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCC 
GCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGACTGCTAGTGTAA 
GCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAAT 
GGCTGGTACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAACCAGTCTCAGTTCGGATTGA 
AGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGGATCAGCTATGCCGCGGTGAATACG 
TTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGAGAGTTGGTAATACCAGAAGTACGTAGCCTAACC 
GTAAGGAAGGCGCGTCCCAAGGTAGGACTAGCGATTGGGGTTAAGTCGTAACAAGGTATCCGTACGGGAA 
CGTGCGGATGGATCA 


>gi|219846091|ref|NR_025681.1| Aeromicrobium marinum DSM 15272 16S ribosomal RNA, partial sequence 


AAGTYGAGCGGTAAGGCTCCTTCGGGAGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAATCTGC 
CCTTCTCTTCGGAATAACCATTGGAAACGATGGCTAATGCCGAATACGACCTCGGATCACATGTTCTGAG 
GTGGAAAGCTCCGGCGGAGAAGGATGAGCTCGCGGCCTATCAGCTAGTTGGTGAGGTAACGGCTCACCAA 
GGCATTGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAACCTTGATCCAGCAACGCCGCGTGAGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCGGGGACGAAGCGAAAGTGACGGTACCCGCAGAAGAAGGACC 
KGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAA 
GGGCTCGTAGGCGGTTTGTCGCGTCGGGAGTGAAAACTCAGGGCTCAACCCTGAGCGTGCTTCCGATACG 
GGCAGACTAGAGGTATGCAGGGGAGAACGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGG 
AACACCGGTGGCGAAGGCGGTTCTCTGGGCATTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGACCTTCCACGGTCTCCG 
TGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTG 
ACATATACCGGAAAGCTGCAGAGATGTAGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACG 
TAATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCTTCA 
TGCCCCTTATGTCCAGGGCTTCAAGCATGCTACAATGGCCGGTACAAAGGGCTGCGAAACCGCAAGGTGG 
AGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGC 
TAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCA 
TGAAAGTCGCAACACCCGAAGCCAGTG 


>gi|219846087|ref|NR_025677.1| Entomoplasma somnilux strain PYAN-1 16S 
TCAGGAYRAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCCAGTGGCGAA 
CGGGTGAGTAACACGTATCTAATCTACCATAAAGCGGGGGATAGCCTTTGGAAACGAAGGGTAATACCGC 
ATGTGAACATCATTATCGCATGAGAAGATGTTGAAAGTTCCGTTTGGAACACTTTATGATGAGGATGCGG 
CGTATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCG 
GCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGAC 
GAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTGTAAGGGAA 
GAAAACTTAGGAGAGGAAATGCTCTTAAACTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCC 
AGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTATAGGGTGCGTAGGCGGT 
TTTGTAAGTTCATGGTCAAATCCCGAGGCTCAACCTCGGTTCGCCGTGAAAACTACATCACTAGAATACA 
AGAGAGGTAAACGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAAA 
GCGGTTTACTGGCTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAG 
TAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGGGATTACCTCGGTGCTGCAGCTAACGCATTAAGT 
ACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGG 
AGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTATAGA 


ribosomal RNA, partial sequence 


GATATAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGG 
TTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTATCATTAAGTTGAGGACTCTAACGAGACTG 
CTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACG 
TGCTACAATGGCCGATACAAAGAGTCGCAATCCAGTGATGGGGAGCTAATCTCAAAAAGTCGGTCTCAGT 
TCGGATTGAAGGCTGCAACTCGCCTTCATGAAGCCGGAATCACTAGTAATCGCGGATCAGCTATGCCGCG 
GTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTAATACCAGAAGTAGGT 
AGCTTAACCGCAAGGAGAGCGCTTCCCAAGGTAGGATTAGCGATTGGGGTGAAGTCGTAACAAGGTATCC 
GTACGGGAACGTGCGGRTG 


>gi|219846066|ref|NR_025656.1| Burkholderia hospita strain LMG 20598 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGGGCAACCCTGGTGGCGAGT 
GGCGAACGGGTGAGTAATACATCGGAACGTGTCCTGGAGTGGGGGATAGCCCGGCGAAAGCCGGATTAAT 
ACCGCATACGATCTCTGGATGAAAGCGGGGGACCGAAAGGCCTCGCGCTCAAGGGGCGGCCGATGGCAGA 
TTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAA 
CCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAA 
ACCGCYTSKCTAATACAGGGGKGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGC 
TAAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTGGTGACTGGCGGGCTAGAGTATGGCA 
GAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCA 
GCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTAGTTGTCGGGTCTTCATTGACTTGGTAACGAAGCTAACGCGTGAAG 
TTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAACCTTGCCGA 
GAGGTGAGGGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCTAGGGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCAC 
ACGTCATACAATGGTCGGAAYAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAACCGATCGT 
AGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCG 
CGGTGAATACCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTG 
GCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTATCGGAAGG 


>gi|219846054|ref|NR_025644.1| Jeotgalicoccus psychrophilus strain YKJ-115 16S ribosomal RNA, partial 
sequence 
GATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCAAAGATCAGGAGCTTGCTCCTGTGATTT 
GAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTACCCTTGAGATTGGGATAACTACCGGAAACGGTAG 
CTAATACCGGATACGACCTTTCCACATAAGTGGAATTGTTAAAAGGCGGATTTATCTGCCGCTCATGGAT 
GGGCCTGCGGTGCATTAGCTAGTTGGTGAGATAGTAGCTCACCAAGGCGACGATGCATAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGGTTTCGGCTCGTAAAACTCTGT 
TGTTAAGGAAGAATACTTGAGGTAGTAACTGGCCTTGAGATGACGGTACTTAACCAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCG 
CGTAGGCGGTAAAATAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGTTTT 
ACTTGAGTACAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACAC 
CAGTGGCGAAGGCGGCTCTCTGGTCTGTTACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGGTTTCCGCCCCTCAGTGCTG 
CAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATC 
CTCTGACAACTGTAGAGATACAGCTTCCCTTCGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGTTTAGTTGCCATCATTAAGTT 
GGGCACTCTAGACTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCT 
TATGATTTGGGCTACACACGTGCTACAATGGACAGGTTACAAAGGGCAGCAACGCCGCGAGGCCAAGCGA 
ATCCCATAAAACTGTTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTA 
ATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGGAAG 
TCGATAACACCTGAAGCCGGTGGGCCAACCATTTATGGAGGCAGCCGTCGAAGGTGGGATGGATGACTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846053|ref|NR_025643.1| Jeotgalicoccus halotolerans strain YKJ-101 16S ribosomal RNA, partial 
sequence 
GATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGAGAATGAGGAGCTTGCTCCTCATGATC 
GAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTACCCTTGAGATTGGGATAACTACCGGAAACGGTAG 
CTAATACCGGATACGACTTTTCCACATAAGTGGAATGGTTAAAAGGCGGATTTATCTGCCGCTCATGGAT 
GGGCCTGCGGTGCATTAGCTAGTTGGTGAGGTAGTGGCTCACCAAGGCGACGATGCATAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGGTTTCGGCTCGTAAAACTCTGT 
TGTTAAGGAAGAACACTTGAGGTAGTAACTGGCCTTGAGATGACGGTACTTAACCAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCG 
CGTAGGCGGTAAAATAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGTTTT 
ACTTGAGTACAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACAC 
CAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGGTTTCCGCCCCTCAGTGCTG 
CAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGG 


ACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATC 
CTCTGACAGCCCTAGAGATAGGGTTTCCCTTCGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGTTTAGTTGCCATCATTAAGTT 
GGGCACTCTAGACTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCT 
TATGATTTGGGCTACACACGTGCTACAATGGACAGGT TACAAAGGGCAGCGACGCCGCGAGGCCAAGCGA 
ATCCCATAAAACTGTTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTA 
ATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAAAG 
TCGATAACACCTGAAGCCGGTGGGCCAACCTTTATGGAGGCAGCCGTCAAAGGTGGGATTGATAATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846052|ref|NR_025642.1| Weissella soli strain Mi268 16S ribosomal RNA, partial sequence 
ATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCCTTGTGGTTTTAATGA 
ATAGCGTGCTTGCACAATATGATTTAAAACAATGCAAGGAGTGGCGAACGGGTGAGTAACACGTGGGAAA 
CCTACCTCTTAGCAGGGGATAACATTTGGAAACAGATGCTAATACCGTATAAYACTRAAAACCGCATGGT 
TTTTATTTGAAAGATGGTTCTGCTATCACTAAGAGATGGTCCCGCGGTGCATTAGTTAGATGGTGAGGTA 
ATGGCTCACCATGACGATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACAATGGGACTGAGACACGG 
CCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCG 
CGTGTGTGATGAAGGGTTTCGGCTCGTAAAGCACTGTTGTAAGAGAAGAATGTACTTGAGAGTAACTGTT 
CAAGTAGTGACGGTATCTTACCAGAAAGGGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGT 
CCCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGACGGTTATTTAAGTCTGAAGTGAAAGCC 
CTCAGCTCAACTGAGGAATTGCTTTGGAAACTGGATGACTTGAGTGCAGTAGAGGAAAGTGGAACTCCAT 
GTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTG 
ACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGA 
GTGCTAGCTGTTCGAGGGTTTCCGCCCTTGAGTGGCGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGT 
ACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCCAGAGATGGAGCTTTCCCTTC 
GGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAAC 
CGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGG 
CATATACAACGAGTCGCCAACCCGCGAGGGTGCGCTAATCTCTTAAAGTATGTCTCAGTTCGGACTGTAG 
GCTGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTC 
CCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGGGGTAACCTTT 
ATAGGAGCCAGCCGCCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAAC 
CTGCGGCTGGATCACCTC 


>gi|219846501|ref|NR_026093.1| Atopobium parvulum strain VPI 0546 16S ribosomal RNA, complete sequence 
GCGAACGGCTGAGTAACACGTGGGCAACCTGCCCCTTTCATTGGGATAGCCACGGGAAACCGTGATAATA 
CCGAATACTTCGAGACTTCCGCATGGAAGACTCGAGAAAGCTCCGGCGGAGAGGGATGGCCCGCGGCCTG 
TTAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCAATGATGGGTAGCTGGGTTGAGAGACCGACCAGCCA 
GATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAA 
GCCTGATGCAGCGACGCCGCGTGCGGGATGAAGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGACGAGG 
CGAAAGTGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGG 
GCAAGCGTTATCCGGATTCATTGGGCGTAAAGCGCTCGTAGGCGGTCTGTTAGGTCGGGAGTTAAATCCG 
GGGGCTCAACCCCCGCTCGCTCTCGATACCGGCAGACTTGAGTTTGGTAGGGGAAGGTGGAATTCCTAGT 
GTAGCGGTGGAATGCGCAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCTTCTGGGCCATAACTGAC 
GCTGAGGAGCGAAAGCTAGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCTAGCCGTAAACGATGGAC 
ACTAGGTGTGGGGGAGTATTTCTTCCGTGCCGCAGCTAACGCATTAAGTGTCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAGGGCTTGACATTTAGGTGAAGCGGCGGAAACGTCGTGGCCGAAAGGAGCC 
TAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTAGGTTAAGTCCTGCAACGAGCGCA 
ACCCTCGTCGTATGTTGCCAGCGGTTAGGCCGGGCACCCATACGAGACCGCCGGCGTCAAGCCGGAGGAA 
GGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGGCACA 
ATGGGCTGCCAACCCGCGAGGGTGAGCGAATCCCTAAAGCCGGTCCCAGTTCGGATTGGAGGCTGCAACC 
CGCCTCCATGAAGTCGGAGTTGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATGCGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCACCCGAGTCGATTGCACCCGAAGTCGTCGGCTAACCTTTTAGGAGGGAG 
ACGCCGAAGTGTGGTTGG 


>gi|228720812|ref|NR_027597.1| Corynebacterium urealyticum DSM 7109 16S ribosomal RNA, partial sequence 
ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTGCTTGCAGGGTACTCGAGT 
GGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTTCACTTCGGGATAAGCCTGGGAAACTGGGTCTAA 
TACCGGATAGGACCAATCTTTAGTGTGGTTGGTGGAAAGTTTTTTCGGTGGAGGATGAGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCA 
CATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCTAGGGAAGAAG 
CCTTCGGGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATT 
CCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCAAACTGGAGTGCTGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTTACT 
GACACTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTG 
GGCGCTAGGTGTGGGGATTTTTCACGATTTCCGTGCCGTAGCTAACGCATTAAGCGCCCNGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCNGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGATCGCTGCAGAGATGTAGTTTCCCTT 
CGGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTA 


ACGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTGTGGTGGGGACTCACAAGAGACTGCCGGGGTTAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGTCGATACAGTGGGTTGCGATGCCGTGAGGTGGAGCTAATCCCTGAAAGTCGGCCTCAGTTCGGATTGG 
AGTCTGCAACTCGACTCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCGCGTCATGAAAGTTGGTAACACCCGAACGCAGTGGCCTAAAC 
T 


>gi|228716433|ref|NR_027551.1| Marinobacter hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial 
sequence 
GGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGGGGAAGCTTGCTTCC 
CGCTGACGAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCCAGTAGTGGGGGATAGCCCGGGGAAA 
CCCGGATTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGAG 
CCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGG 
ATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAG 
TAGGGAGGAAAACCTTATGGCTAATACCCATGAGGCTTGACGTTACCTACAGAAGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGT 
AGGTGGTTTGGTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTGTCAGACT 
AGAGTGTGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAG 
TGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGACTCTTGAAGTCTTAGTGGCGCAGC 
TAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATCCAGA 
GAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCCGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTGGTTGCTAGCAGGTAATGCT 
GAGAACTCCAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCT 
TACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCCAACTCGCGAGAGTGAGCCAAT 
CCCTTAAAACGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAAT 
CGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GATTGCACCAGAAGTAGTTAGTCTAACCTTCGGGAGGACGATTACCACGGTGTGGTTCATGACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGG 


>gi|228715348|ref|NR_027520.1| Staphylococcus equorum subsp. equorum strain PA 231 16S ribosomal RNA, 
partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACGGATAA 
GGAGCTTGCTCCTTTGAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGA 
ATAACTTCGGGAAACCGGAGCTAATGCCGGATAACATTTGGAACCGCATGGTTCTAAAGTAAAAGATGGT 
TTTGCTATCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAAC 
GATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTT 
TCGGATCGTAAAACTCTGTTATTAGGGAAGAACAAATGTGTAAGTAACTGTGCACATCTTGACGGTACCT 
AATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAA 
TTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGGAAACTTGAGTACAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
CAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGC 
GTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAATCTTGACATCCTTTGAAAACTCTAGAGATAGAGCCTTCCCCTTCGGGGGACAAAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
AACTTAGTTGCCAGCATTTAGTTGGGCACTCTAGGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAG 
CTAAACCGCGAGGTCATGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTATGGAGCTAGCCGTC 
GAAGGTGGGACAAATGATTGGGGT 


>gi|224581415|ref|NR_027196.1| Bacteroides stercoris ATCC 43183 16S ribosomal RNA, partial sequence 
ATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGAGGGGCAGCATCATCAAAGCTTGCTTTGATGGAT 
GGCGACCGGCGCACGGGTGAGTAACACGTATCCAACCTGCCGACAACACTGGGATAGCCTTTCGAAAGAA 
AGATTAATACCGGATGGCATAGTNTTCCCGCATGGGATNATTATTAAAGAATTTCGGTTGTCGATGGGGA 
TGCGTTCCATTAGGCAGTTGGCGGGGTAACGGCCCACCAAACCTACGATGGATAGGGGTTCTGAGAGGAA 
GGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAA 
TGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCTATGGGTTGTAAACTTCTTTTATA 
CGGGAATAAAGTGCANGACGTGTGGCTTTTTGTATGTACCGTATGAATAAGGATCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGG 
TTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCGACCTTGAGTGC 
AACAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA 
GGCAGCTTACTGGATTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTG 
GTAGTCCACACAGTAAACGATGAATACTCGCTGTTGGCGATATACAGTCAGCGGCCAAGCGAAAGCATTA 
AGTATTCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
AGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTAAATTGCAACTGACTGAATC 
GGAAACGGTTCTTTCNTTCGGACAGTTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTG 


TCGGCTTAAGTGCCATAACGAGCGCAACCCTTACGGGTAGTTACCATCAGGTTATGCTGGGGACTCTACC 
CGGACTGCCGTCGTAAGATGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGC 
TACACACGTGTTACAATGGGGGGTACAGAAGGCAGCTACACGGCGACGTGGTGCTAATCCCGAAAGCCTC 
TCTCAGTTCGGATTGGAGTCTGCAACCCGACTCCATGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCA 
CGGCGCGGTGAA 


>gi|219857534|ref|NR_025122.1| Bacillus endophyticus strain 2DT 16S ribosomal RNA, partial sequence 
CTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTTTTGAAAAGCTTGCTTTTCAAAACTTAGCGGCG 
GACGGGTGAGTAACACGTGGGCAACCTGCCCTTGAGACGGGGATAACTCCGGGAAACCGGAGCTAATACC 
GGATAACACATATCTTCGCATGAGGATATGTTAGAAGGTGGCTTTTAGCTACCACTCAAGGATGGGCCCG 
CGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGA 
TCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATG 
GACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGG 
GAAGAACAAGTACCTGTTAAATAAGCAGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGG 
CGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGA 
GTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGG 
CGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCAA 
ACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGC 
TACTTCTAGAGATAGAAGGTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGC 
ACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATG 
ACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCRAAACCGCGAGGTTAAGCCAATCCCA 
TAAAAYCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCG 
GATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTA 
ACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGT 


>gi|219846893|ref|NR_026485.1| Brevibacterium avium strain NCIMB 703055 16S ribosomal RNA, partial 
sequence 
GGACGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCCTCAGCTTNCTGGGGGTGGA 
TGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTNCCCCTGATTTCGGGATAANCCCGGGAAACTGGG 
TCTAATACCGGATATGACCACCGNCCGCATGGTTGGTGGTGGAAAGTTTTTTCGATTGGGGATGGGCTCG 
CGGCCTATCAGTTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGGGAAACCCTGATNCANCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGG 
GAAGAAGCCGTAAGGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTGGTCACGTCTGCTG 
TGGAAACGCAACGCTTAACGTTGCGCGGGCAGTGGGTACGGGCTGACTAGAGTGCAGTAGGGGAGTCTGG 
AATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGC 
TGTGACTGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTA 
AACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGC 
CTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGC 
GGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGACACGCTTGGAAACAGGT 
GCTCCCTTTGGGGCTGGNGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATAGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACGCAT 
GCTACAATGGCCGGTACAGAGAGAGGCGANCCTGTGAGGGTGAGCGAATCCCTTAAAGCCGGTCTCAGTT 
CGGATCGTAGTCTGCAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAG 


>gi|219846779|ref|NR_026371.1| Kribbella koreensis strain LM 161 16S ribosomal RNA, complete sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCC 
CTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTACCCTTCACTTCGGGATAAGC 
CTCGGAAACGGGGTCTAATACCGGATATCACTCTGGGTTTCATGACCTGGGGTTGAAAGTTCTGGCGGTG 
GGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGG 
CCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCGCAATGGACGAAAGTCTGACGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCAGCAGGGACGAAGCGAGAGTGACGGTACCTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGT 
CACGTCGGGAGTGAGAACTCGGAGCTCAACTCCGAGCCTGCTTCCGATACGGGCAGACTAGAGGTAGGCA 
GGGGAGAGCGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCG 
GCTCTCTGGGCCTTACCTGACGCTGAGGAGCAAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGACATTCCACGTCCTCCGTGCCGCAGCTAACGCATT 
AAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATAGGGAAATCCTC 
CAGAGATGGGGGGTCCGTAAGGGTCCTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGGACTCATAG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC 
TTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAAACTGCAAAGTGGAGCGAATCCCAAAAAGCCG 
GTCTCNGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCG 


AAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTAGGACGAAGTCGTAAC 
AAGGTAGCCGTACCGGAAGGTGTGGCTGGATCACCTCCTT 


>gi|219846639|ref|NR_026231.1| Caldicellulosiruptor lactoaceticus 6A 16S ribosomal RNA, partial sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAACGCATGCAAGTCGAGCGGAGATGGTAGCTGAAGGTGATG 
AGCTGGAAGCTATCATCTTAGCGGCGGACGGGTGAGTAACACGTGAGCAACCTACCCTCAGCACGGGGAT 
AACAGCTCGAAAGGGCTGCTAATACCCGATGGGACCACGGCATCGCATGGTGCTGTGGTGAAAGGGTAGC 
CGGAGAGGCTATGCCGGCTGGGGATGGGCTCGCGGCCCATCAGCTAGTTGGTGGGGTAACGGCCTACCAA 
GGCGACGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACAGTGGGACTGAGACACGGCCCACACTCCTA 
CGGGAGGCAGCAGCGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGA 
AGCCCTTCGGGGTGTAAACCTCTTTGGACGGGGAGAAGTGGAAGATAGTACCCGTTTAAAAAGCCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGG 
TGCGTAGGCGGCCTGGTAAGTTGAGCGTGAAATTTTTGGGCTCAACCCAAAAGGAGCGCTCAAGCCTGCC 
GGGCTTGAGTGCGGGAGAGGACGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAAC 
ACCAGTGGCGAAGGCGGCCGTCTGGACCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTGGGGGAGAAGAACTCTTCCGTGCC 
GTAGTTAACACAATAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GGCCCGGACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACAT 
GCCGGGAACCCTGCCGAAAGGCGGGGGTGCCTGACCGTAAGGTTAGGAGCCCGGACACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTG 
CCAGCGCGTGAAGGCGGGCACTCTAAGGGGACTGCCGCCGATGAGGCGGAGGAAGGTGGGGATGACGTCA 
AATCATCATGCCCCTTATGCCCTGGGCTACACACGTGCTACAATGGGTGCTACAGAGGGCGGCGAAGGGG 
CGACCCGGAGCGAATCCCAAAAAAGCACCCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTC 
GGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGAGAGTCAGCAACACCTGAAGACACAGGATATCTGTGTTGAAGGTGGGGCTGATGATTGGGG 
TGAAGTCGTAACAAGGTAGCCGTACGGGAACGTGC 


>gi|219846514|ref|NR_026106.1| Eubacterium cellulosolvens 6 16S ribosomal RNA, partial sequence 
CGGCGTGCTTAACACATGCAAGTCGAGCGAAGCACTCTGGAAGATTCCTTCGGGATGATTCCTCTGTGAC 
TTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCTTGTACAGGGGGATAACAGTTAGAAATGACT 
GCTAATACCGCATAAGCGCACAGCATGGCATGATGCAGTGTGAAAAACTCCGGTGGTACAAGATGGGCCC 
GCGTTGGATTAGCTTGTTGGTGGGGTAACGGCCCACCAAGGCGACGATCCATAGCCGGACTGAGAGGTCG 
AACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGATGTTGTATTTCGGTATGTAAAGCTCTATCAGCAG 
GGAAGAAGACGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGTCTGAAGTGAAAA 
CCTGGGGCTCAACCCCAGGATTGCTTTCCAAACTGTATTGCTAGAGTACCGGAGGGGTAAGCGGAATTCC 
TAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGGCAAC 
TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GAATACTAGGTGTCAGCAGGCAAAGCCTGTTGGTGCCGCCGCTAACGCATTAAGTATTCCACCTGGGGAG 
TACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCCTCTGACAGATCCTTAATCGGATCCTTCCTT 
CGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTATCCTTAGTAGCCAGCAGTAAGCTGGGCACTCTGGGGAGACTGCCAGGGAGAAC 
CTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATG 
GCGTGAACAGAGGGAAGCGAAGCCGCGAGGCCTGGCAAATCTCAAAAAACACGTCCCAGTTCGGACTGTA 
GTCTGCAACTCGACTACACGAAGCTGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTC 
CCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCGAAGTCTGTGACCCACCGCA 
AGGAGGGAGCAGCCGAAGGCAGGGCCAGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGT 
GCGGCTGGATCACCTCCTT 


>gi|219846460|ref|NR_026051.1| Caldicellulosiruptor owensensis OL 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGTTCAGGACGAACGCTGGCGGCGTGCCTAACGCATGCAAGTCGAGCGGGGATGCTA 
AGCGGATGGGGGAAACTCTTGAAGCTTAGCATCTTAGCGGCGGACGGGTGAGTAACACGTGAGCAACCTG 
CCTTCAGCACGGGGATAACAGCTCGAAAGGGCTGCTAATACCCGATGGGACCACGGCATCGCATGATGTT 
GTGGTGAAAGGGTGGACGTAATGTTCATACCGGCTGGGGATGGGCTCGCGGCCCATCAGCTAGTTGGTGG 
GGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACAGTGGGACTGAGAC 
ACGGCCCACACTCCTACGGGAGGCAGCAGCGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGAC 
GCCGCGTGAGGGAAGGAGCCCTTCGGGGTGTAAACCTCTTTGGACGGGGAGAAGTAGAAGATAGTACCCG 
TTTAAAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAAT 
TACTGGGCGTAAAGGGTGCGTAGGCGGTCTGGTAAGTTGAGCGTGAAATTTTTGGGCTCAACCCAAAAGG 
AGCGTTCAAGACTGCCAGGCTTGAGTGCGGGAGAGGACGGCGGAATTCCCGGTGTAGCGGTGAAATGCGT 
AGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCGTCTGGACCGTAACTGACGCTGAGGCACGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTGGGGGAGA 
AGGACTCTTCCGTGCCGTAGTTAACACAATAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCAGGGCTTGACATGCCGGGAACCCTTCCGAAAGGAGGGGGTGCCTGACCGTAAGGTTAGGAGCCCGG 
ACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCTGCCCTTAGTTGCCAGCGGGTGAAGCCGGGCACTCTAAGGGGACTGCCGCCGATGAGGCGGAGGAA 
GGTGGGGATGACGTCAAATCATCATGCCCCTTATGCCCTGGGCTACACACGTGCTACAATGGGTGCTACA 
GAGGGCGAGCGAAGGCGCGAGCCGGAGCGAATCCCAAAAAAGCACCCCCAGTTCGGATTGCAGGCTGCAA 
CTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGAGAGTCAGCAACACCTGAAGACACAGGGTAGCTGTGTTGAAGGT 


GGGGCTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846269|ref|NR_025859.1| Starkeya novella DSM 506 16S ribosomal RNA, complete sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCACCGCAAGGTGAGTGGCAGACGGGTGAG 
TAACACGTGGGGATCTGCCCAATGGTACGGAATAGCTCCGGGAAACTGGGATTAATACCGTATGTGCCCG 
CAAGGGGAAAGATTTATCGCCATTGGATGAACCCGCGTCGGATTAGCTAGTTGGTGTGGTAAAGGCGCAC 
CAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTCAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCTTAGGGTTGTAAAGCTCTTTCTCCGACGAAGATAATGACGGTAGTCGGAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGC 
GCACGTAGGCGGATTGTTAAGTCAGGGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCCTTGATACTGG 
CAATCTCGAGTCCGGAAGAGGTAAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAA 
CACGAGTGCCGAAGGCGGCTTACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAGGCTAGCCGTTGGTGAGCATGCTCATCAGTGGC 
GCCACTAACGCATTAAGCCTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACAT 
GTCTCGGAATTGGACCAGAGATGGACCAAGCTCTTCGGAGCCGGGAACACAGGTGCTGCATGGCTGTCGT 
CAACTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAACGCAACCCTCGCCCTTAGTTGCCATCATT 
AAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCGAACCCGCGAGGGTNA 
GCAAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTA 
GTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGCTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGAC 
TGGGGTG 


>gi|228721493|ref|NR_027616.1| Streptomyces thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S 
ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCCTTCGGGGGTGGATTAGTGG 
CGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATA 
CCGGATACGACACAGGGAGGCATCTCCTCTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCT 
ATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAA 
GCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
CGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCC 
CGGGGCTTAACTCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGG 
GCACTAGGTGTGGGCAGCATTCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT 
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACATCCAGAGATGGGTGCCCCCTT 
GTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGG 
GTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCT 
ACAATGGCCGGTACAAAGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCC 
CAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TACCGGAAGGTGC 


>gi|228721488|ref|NR_027611.1| Hyphomicrobium facile subsp. tolerans strain IFAM I-551 16S ribosomal RNA, 
partial sequence 
GAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGAGTAA 
CACGTGGGAACCTTCCCTATAGTACGGAATAGCCCAGGGAAACTTGGAGTAATACCGTATACGCCCGAAA 
GGGGAAAGAATTTTCGCTATAGGATGGGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAA 
GGCGACGATCCTTAGCTGGTTTGAGAGAACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGA 
AGGCCTTAGGGTTGTAAAGCTCTTTTGCCGGGGACGATAATGACGGTACCCGGAGAATAAGTCCCGGCTA 
ACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCA 
CGTAGGCGGATTTGTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGCGAA 
TCTTGAGTCCGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACAC 
CGGTGGCGAAGGCGGCCCACTGGATCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTCGGATAGCTTGCTATTCGGTGGCGCA 
GCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACATTCA 
CTGATCGCCTGGAGAGATCCGGGAATTCCAGCAATGGACAGTGGGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTTAG 
TTGGGCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGCGCAGCCACCTAGCAATAGGGAGCTA 
ATCGCAAAAAGCCGTCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAATCGCTAGTAA 
TCGCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
TGGTCTTACCCTAAAACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAAGGTCAGCGACTGGGGT 
GAAGTCGTAACAAGGTAGCCGTA 


>gi|228721487|ref|NR_027610.1| Hyphomicrobium facile subsp. ureaphilum strain IFAM CO-582 16S ribosomal 
RNA, partial sequence 
GAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGAGTAA 
CACGTGGGAACCTTCCCTATAGTACGGAATAGCCCAGGGAAACTTGGAGTAATACCGTATACGCCCGAAA 
GGGGAAAGAATTTTCGCTATAGGATGGGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAA 
GGCGACGATCCTTAGCTGGTTTGAGAGAACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGA 
AGGCCTTAGGGTTGTAAAGCTCTTTTGCCGGGGACGATAATGACGGTACCCGGAGAATAAGTCCCGGCTA 
ACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCA 
CGTAGGCGGATTTGTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGCGAA 
TCTTGAGTCCGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACAC 
CGGTGGCGAAGGCGGCCCACTGGATCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTCGGATAGCTTGCTATTCGGTGGCGCA 
GCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGT TAAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACATTCA 
CTGATCGCCTGGAGAGATCCGGGAATTCCAGCAATGGACAGTGGGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTTAG 
TTGGGCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGCGCAGCCACCTAGCAATAGGGAGCTA 
ATCGCAAAAAGCCGTCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAATCGCTAGTAA 
TCGCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
TGGTCTTACCCTAAAACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAAGGTCAGCGACTGGGGT 
GAAGTCGTAACAAGGTAGCCGTA 


>gi|228721465|ref|NR_027606.1| Xanthomonas arboricola pv. juglandis strain LMG 747 16S ribosomal RNA, 
partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTCATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|228718892|ref|NR_027577.1| Thermoanaerobacter brockii subsp. brockii strain HTD4 16S ribosomal RNA, 
partial sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGTCCGGCAGCCAACTTAAGGC 
GGGAGCCGGATAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTTAAGAGCGGGATAACACCTG 
GAAAGGGGTGCTAATACTGGATAAGCTCCTTGTAGGGCATCCTATGAGGAGGAAGGTAGCGGGACTACCG 
CTTAAGGATGGGCCCGCGTCCCATCAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGGTAGC 
CGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGCGAGGAAGGCCTTCGGGTCGTA 
AAGCTCGATAGTGTGGGAAGAAGGGATGACGGTACCACACGAAAGCCCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCGTTCA 
AGTCAGGTGTAAAATACCCGGGCTCAACCCGGGGATAGCACTTGAAACTGGGCGGCTAGAGGGCAGGAGA 
GGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGAC 
TCTCTGGACTGACCCTGACGCTGAGGCGGGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGTGCCGTAGTTAACGCAATAAGTA 
CCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGCCGA 
AAGGTGAGCGACCTTACCTTAAAGGTGAGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTGCCAGCGGGTGNAGCCGGGC 
ACTCTAGAGGGACTGCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATG 
CCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGCAGCGATCTGGAGCGAAACCCA 
AAAAGCCGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCG 
GATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCA 
ACACCCGAAGCCGTGACCCAACCGGAAGGAGGGAGCCGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTC 


GTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCC 


>gi|228716557|ref|NR_027552.1| Bacillus subtilis subsp. subtilis strain DSM 10 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACAGATGGGAGCTTGCTC 
CCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGA 
AACCGGGGCTAATACCGGATGGTTGTTTGAACCGCATGGTTCAAACATAAAAGGTGGCTTCGGCTACCAC 
TTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAA 
AGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAG 
CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGGGCTCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGA 
AACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTG 
GAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCC 
TTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCCTCTGACAATCCTAGAGATAGGACGTCCCCTTCGGGGGCAGAGTGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCC 
AGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACAGAACAAAGGGCAGCGAAACCGCGAG 
GTTAAGCCAATCCCACAAATCTGTTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCGAAGGTGGGACAG 
ATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGG 


>gi|228715851|ref|NR_027540.1| Tropheryma whipplei str. Twist 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAATCAGGG 
AGCTTGCTCCCTGTGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTAACTTTGGGATA 
ACTTCGGGAAACCGGGGCTAATACCAAATACGACCCATGAGGGCATCCTCTGTGGGTGGAAAGAATTTCG 
GTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCATCGACGGGTAGC 
CGGCCTGAGAGGGTGATCGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGGGGAAGAAGGCCTTCGGGTTGTA 
AACCTCTTTTGGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCACGTCTGCCGTGAAAATCCGAGGCTCAACCTCGGACCTGCGGTGGGTACGGGCAGGCTAGAGTGCG 
ATAGGGGAGAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG 
GCAGCTCTCTGGGTCGCTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGTTGGGCGCTAGACGTGGGGGTGGTTCCACCGCTTCCGTGTCGCAGCTAACGC 
ATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCGGATTAATTCAATGCAACGCGAAGAACCTTACCAAGGCTTGATATATACCGGAAAG 
GCGTAGAGATACGCCCCCCGCAAGGTCGGTATACAGGTGGTGCACGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTGTGTTGCCAGCGCGTAATGGCGGGGACTCA 
CAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTCGGTCTTGG 
GCTTCACGCGTGCTACAATGGCTGGTACAGAGGGTTGCAATATCGCAAGGTGGAGCGAATCTCAAAAAGC 
CAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGCTGGTAACACC 
CGAAGCCGGTGACTTAACCTTTTTGGAGAGAGCCGTCGAAGGTGGGATTGGTGATTGGGACTAAGTCGTA 
ACAAGGTAGCCGTA 


>gi|228715349|ref|NR_027521.1| Staphylococcus schleiferi subsp. coagulans strain GA 211 16S ribosomal 
RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACGGACAA 
GGAGCTTGCTCCTTTGAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGA 
ATAACTCCGGGAAACCGGGGCTAATGCCGGATAACATGTTGAACCGCATGGTTCAACAGTGAAAGACGGT 
CTTGCTGTCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGAC 
GATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCT 
TCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAATGTGTAAGTAACTGTGCACGTCTTGACGGTACCT 
AACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAA 
TTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
CAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGATGTGCGAAAGC 
GTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAATCTTGACATCCTTTGACCGCTCTAGAGATAGAGTTTTCCTCTTCGGAGGACAAAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
AGCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAG 
CGAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCACCTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACA 


CCGCCCTTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTGGAGCTAGCCGTCGA 
AGGTGGGACAAATGATTGGGGT 


>gi|228715347|ref|NR_027519.1| Staphylococcus capitis subsp. urealyticus strain MAW 8436 16S ribosomal 
RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGACGA 
GGAGCTTGCTCCTCTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGG 
ATAACTTCGGGAAACCGGAGCTAATACCGGATAACATGTTGAACCGCATGGTTCAACAGTGAAAGACGGT 
CTTGCTGTCACTTATAGATGGATCCGCGCCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAAC 
GATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCT 
TCGGATCGTAAAACTCTGTTATTAGGGAAGAACAAATGTGTAAGTAACTATGCACGTCTTGACGGTACCT 
AATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAA 
TTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
CAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGC 
GTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAATCTTGACATCCTCTGACCCCTCTAGAGATAGAGTTTTCCCCTTCGGGGGACAGAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
AGCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGTAG 
CGAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTTGGAGCTAGCCGTCGA 
AGGTGGGACAAATGATTGGGGT 


>gi|228715346|ref|NR_027518.1| Staphylococcus carnosus subsp. carnosus strain 361 16S ribosomal RNA, 
partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATGA 
GGAGCTTGCTCCTCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGA 
ATAACTCCGGGAAACCGGGGCTAATGCCGGATAATATGCAGAACCGCATGGTTCTGCAATGAAAGACGGT 
TTTGCTGTCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAAC 
GATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCT 
TCGGATCGTAAAACTCTGTTATTAGGGAAGAACAAGTGCGTAGGTAACTATGCGCACCTTGACGGTACCT 
AATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAA 
TTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
CAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGCAACTGACGCTGATGTGCGAAAGC 
GTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAATCTTGACATCCTTTGACCGCTCTAGAGATAGAGTCTTCCCCTTCGGGGGACAAAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
AGCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAGTACAAAGGGCAG 
CGAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTTAGGAGCTAGCCGTCG 
AAGGTGGGACAGATGATTGGGGT 


>gi|228715345|ref|NR_027517.1| Streptococcus dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S 
ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAGGACT 
GGTGCTTGCACCGGTCCAAGGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTCATAGCGGGGG 
ATAACTATTGGAAACGATAGCTAATACCGCATGACAATGGAGGACCCATGTCTTTCATTTGAAAGGTGCA 
ACTGCATCACTATGAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACG 
ATACATAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTT 
CGGATCGTAAAGCTCTGTTGTTAGAGAAGAATGATGGTGGGAGTGGAAAATCCACCATGTGACGGTAACT 
AACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGAT 
TTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTTTAAGTCTGAAGTTAAAGGCAGTGGCTCAACCACTGTA 
CGCTTTGGAAACTGGAGAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGT 
AGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCCT 
TTCCGGGGCTTAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCAGGTCTTGACATCCTCCTGACCGGTCTAGAGATAGACTTTCCCTTCGGGGCAGGAGTGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTG 
TTAGTTGCCATCATTAAGTTGGGCACTCTAGCAAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAA 


GCCGGTGACGGCAAGCTAATCTCTTAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATG 
AAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTATTAGGAGCCAGCCGCCTAAG 
GTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGT 


>gi|219878140|ref|NR_025279.1| Caldicellulosiruptor kristjanssonii 177R1B strain 16S ribosomal RNA, 
partial sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAACGCATGCAAGTCGAGCGGAGATGGTAGCTGAAGGTGATG 
AGCTGGAAGCTATCATCTTAGCGGCGGACGGGTGAGTAACACGTGAGCAACCTACCCTCAGCACGGGGAT 
AACAGCTCGAAAGGGCTGCTAATACCCGATGGGACCACGGCATCGCATGGTGCTGTGGTGAAAGGGTAGC 
CGNAGAGGCTATNCCGGCTGGGGATGGGCTCGCGGCCCATCAGCTAGTTGGTGGGGTAACGGCCTACCAA 
GGCGACGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACAGTGGGACTGAGACACGGCCCACACTCCTA 
CGGGAGGCAGCAGCGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACNCCGCGTGAGGGAAGA 
AGCCCTTCGGGGTGTAAACCTCTTTGGACGGGGAGAAGTGGAAGATAGTACCCGTTTAAAAAGCCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGG 
TGCGTAGGCGGCCTGGTAAGTTGAGCGTGAAATTTTTGGGCTCAACCCAAAAGGAGCGCTCAAGACTGCC 
GGGCTTGAGTGCGGGAGAGGACGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAAC 
ACCAGTGGCGAAGGCGGCCGTCTGGACCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTGGGGGAGAAGAACTCTTCCGTGCC 
GTAGTTAACACAATAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACAT 
GCCGGGAACCCTGCCGAAAGGCGGGGGTGCCTGCTTGTTAAGAGCAGGAGCCCGGACACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTT 
GCCAGCGGTTTTAGCCGGGCACTCTAAGGGGACTGCCGCCGATGAGGCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGCCCTGGGCTACACACGTGCTACAATGGGTGCTACAGAGGGCGGCGAAGGC 
GCGAGCCGGAGCGAATCCCAAAAAAGCACCCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGT 
CGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGAGAGTCAGCAACACCTGAAGACACAGGATATCTGTGTTGAAGGTGGGGCTGATGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTACGGGAACGTGCGG 


>gi|219846136|ref|NR_025726.1| Nocardia alba strain YIM 30243 16S ribosomal RNA, partial sequence 
CGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTA 
ACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCAN 
GGAATGCATGTTCTGTGGTGGAAAGATTTATCGGTACAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTG 
GGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGA 
CGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCGACAGGGACGAAGCGCAAGTGACGGTA 
CCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCG 
GAATTACTGGGCGTAAAGAGCTTGTAGGCGGTCTGTCGCGTCTTCTGTGAAAACTTGGGGCTCAACCTTA 
AGCTTGCAGGGGATACGGGCAGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAAT 
GCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAA 
AGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGTACTAGGTGTGGGT 
TTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAA 
GAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAG 
GTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
TCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGC 
TGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACC 
CCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCG 
TCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 


>gi|219846129|ref|NR_025719.1| Lactobacillus sakei subsp. carnosus strain CCUG 34545 16S ribosomal RNA, 
partial sequence 
ACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACTCTCGTTTAGATTGAAGGAGCTTGCTC 
CTGATTGATAAACATTTGAGTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTAAAGTGGGG 
GATAACATTTGGAAACAGATGCTAATACCGCATAAAACCTAACACCGCATGGTGTAGGGTTGAAAGATGG 
TTTCGGCTATCACTTTAGGATGGACCCGCGGTGCATTAGTTAGTTGGTGAGGTAAAGGCTCACCAAGACC 
GTGATGCATAGCCGACCTGAGAGGGTAATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT 
TTTCGGATCGTAAAACTCTGTTGTTGGAGAAGAATGTATCTGATAGTAACTGATCAGGTAGTGACGGTAT 
CCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGG 
ATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAG 
AAGTGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATG 
CGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAA 
GCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGGTGTTGGAG 
GGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGA 
ACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTCTCGGGGACAAAGTGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
ATTACTAGTTGCCAGCATTTAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTT 


GCGAGACCGCGAGGTTTAGCTAATCTCTTAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTA 
CATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT 


>gi|219846090|ref|NR_025680.1| Dialister invisus DSM 15470 strain E7.25 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAAAGACGGAAAGAGCTTGCTCTTTTCAG 
AATTGAGTGGCAAACGGGTGAGTAACACGTAAACAACCTGCCTTCAGGATGGGGACAACAGACGGAAACG 
ACTGCTAATACCGAATAAGTTCCAAGAGCCGCATGGCCCATGGAAGAAAAGGTGGCCTCTACCTGTAAGC 
TATCGCCTGAAGAGGGGTTTGCGTCTGATTAGCTGGTTGGAGGGGTAACGGCCCACCAAGGCGACGATCA 
GTAGCCGGTCTGAGAGGATGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGACGGCCTTCGGG 
TTGTAAAACTCTGTGATCCGGGACGAAAAGGCAGAGTGCGAAGAACAAACTGCATTGACGGTACCGGAAA 
AGCAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGCGCGCGCAGGCGGCTTCCCAAGTCCCTCTTAAAAGTGCGGGGCTTAACCCCGTGATGGG 
AAGGAAACTGGGAAGCTGGAGTATCGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAG 
ATTAGGAAGAACACCGGTGGCGAAGGCGACTTTCTGGACGAAAACTGACGCTGAGGCGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTAGGAGGTATCGA 
CCCCTCCTGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGAAGTACGATCGCAAGATTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTAC 
CAGGTCTTGACATTGATCGCGATCTGCAGAAATGCGGAGTTCTTCTTCGGAAGACGAGAAAACAGGTGGT 
GCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATT 
TGTTACCAGCACGTAAAGGTGGGGACTCAAATGAGACCGCCGCGGACAACGCGGAGGAAGGCGGGGACGA 
CGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGGTGTCAACAAAGAGAAGCG 
AACCCGCGAGGAAGAGCAAACCTCAAAAACACACCCCCAGTTCAGATCGCAGGCTGCAACCCGCCTGCGT 
GAAGTAGGAATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACTATGAGAGTCAGAAACACCCGAAGCCGGTGAGGTAACCGCAAGGAGCCAGCCGTCGAAG 
GCGGAGCTGATGATTGGAGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846082|ref|NR_025672.1| Bifidobacterium thermacidophilum subsp. porcinum strain P3-14 16S 
ribosomal RNA, complete sequence 
AGAGTTTGATCATGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCTGC 
GGGCTTTGCTTGCGGGTGAGAGTGGCGAACGGGTGAGTAATGCGTGACCAACCTGCCCCATGCTCCGGAA 
TAGCTCCTGGAAACGGGTGGTAATGCCGGATGTGCCGGGCTCCTGCATGGGGGTCCGGGAAAGCTCTGGC 
GGCGTGGGATGGGGTCGCGTCCTATCAGCTTGTTGGCGGGGTGAGGGCCCACCAAGGCTTCGACGGGTAG 
CCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGCCTTCGGGTTGT 
AAACCGCTTTTGTTTGGGAGCAAGCCCTTCGGGGTGAGTGTACCTTTCGAATAAGCACCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGCTCGTAGG 
CGGTTCGTCGCGTCCGGTGTGAAAGTCCATCGCCTAACGGTGGATCTGCGCCGGGTACGGGCGGGCTGGA 
GTGCGGTAGGGGAGACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGG 
CGAAGGCAGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGGTGGATGCTGGATGTGGGGCCCTTCCACGGGTCCCGTGTCGGAGCCA 
ACGCGTTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTTCCCG 
ACGACGGCGGAGACGTCGTTTCCCTTCGGGGCGGGTTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTCAAGTCCCGCAACGAGCGCAACCCTCGCCCCGTGTTGCCAGCGCGTCATGGCGGG 
AACTCACGGGGGACCGCCGGGGTTAACCCGGAGGAAGGTGGGGATGACGTCAGATCATCATGCCCCTTAC 
GTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAGCGGGATGCGACATGGTGACATGGAGCGGATCCC 
TGAAAACCGGTCTCAGTTCGGATCGGAGCCTGCAACCCGGCTCCGTGAAGGCGGAGTCGCTAGTAATCGC 
GGATCAGCAACGCCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTGGG 
CAGCACCCGAAGCCGGTGGCCTGACCAGTTCTGCTGGGGGGAGCCGTCTAAGGTGAGGCTCGTGATTGGG 
ACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|228721494|ref|NR_027617.1| Thermosipho melanesiensis strain BI429 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGGGTGAACGCTGGCGGCGTGCCTTACACATGCAAGTCGAGCGGGGCATCTA 
GTGGACTCTCTTCGGGGAGGAAGCTAGAGGGCCTAGCGGCGGACGGGTGAGTAACGCGTAGGTTACCTAC 
CCCTCAGAGGGGGATAACTGTGGGAAACTGCAGCTAATACCCCATACGTTCCCGAGAGGGAAGAAAGGGT 
GCGTTAAGCACTGCTGAGGGATGGGCCTGCGCCCCATCAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCC 
GGCGACGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAAGGGCACTGAGACACGGGCCCTACTCCTACGG 
GAGGCAGCAGTGGGGGATTTTGGACAATGGGCGGAAGCCTGATCCAGCGACGCCGCGTGCGGGAAGGAGC 
CCTTCGGGGTGTAAACCGCTGTGGTAGGAGACGAATAAGCTAGGGAGTGGAAAGCCCTAGTGATGACGGT 
ATCCTACTAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTACCC 
GGATTTACTGGGCGTAAAGGGGGCGTAGGCGGCCGTGAAAGTCCGGTGTGAAATGCCACGGCTCAACCGT 
GGAACTGCGCTGGAAACTACACGGCTTGAGGACGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAA 
TCCGTAGATATCAGCAGGAACGCCGGTGGGGAAGCCGGTCTCCTGGGCCGTTCCTGACGCTGAGGCCCGA 
AAGCTAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGGG 
GGAGTAATTCCTCCGTGCTGAAGCAAACGCGATAAGTGGGCCGCCTGGGGAGTATGCCCGCAAGGGTGAA 
ACTCAAAGGAATTGACGGGACCCCGCACAAGCGGTGGAGCGTGTGGTTTAATTGGACGCTAAGCCAAGAA 
CCTTACCAGGGCTTGACATGCTGGTGGTACTGACCCGAAAGGGGAGGGACTCTACCGTAAGGTAGGGAGC 
CAGCACAGGTGGTGCACGGTCGTCGTCAGCTCGTGCCGTKAGGTGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCCTGCCCTTAGTTGCCAGCGGTTAGGCCGGGGACTCTAAGGGGACTGCCGGCGACGAGCCGGAGGA 
AGGAGGGGATGACGTCAGATACTCGTGCCCCTTATGCCCTGGGCGACACACGCGCTACAATGGGTGGGAC 
AGCGGGAAGCGAGCCAGCGATGGTGAGCAAAACCCTGAAACCCACTCTCAGTACGGATTGCAGGCTGAAA 


CTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCACGCCGCGGTGAATACGTTCCCGGGG 
TTTGTACACACCGCCCGTCACGCCACCCGAGTTGGCAGCGCCCGAAGATGGGTGATCCAACCCGAGAGGG 
GGGATACCTATTGAGGGCGAGGCTGGCGAGGGGGGCGAAGTC 


>gi|228721490|ref|NR_027613.1| Beutenbergia cavernae strain HKI 0122 16S ribosomal RNA, partial sequence 
CTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGCCCCGGGCTTGCCT 
GGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGGATAACTCCGGG 
AAACCGGGGCTAATACTGGATATGACATCCTGCTGCATGGTGGGGTGTGGAAAGGCTTGTCTGGTTTGGG 
ATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCAGTAGGGAAGAAGCCTTCGGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCG 
CGTCTGCTGTGAAAACGCGAGGCTCAACCTCGCGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGG 
TCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGTAGCAAACGCATTAA 
GTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTACGGGAAGCCACCA 
GAGATGGTGGTCTCTTTGGACACTCGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTGATGGTGGGGACTCATAG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTAAATCATCATGCCCCTTATGTCTTGGGCT 
TCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAGAAAGCCGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGA 
AGCCCATGGCCCAACCCTTGTGGGGGGAGTGGTCGAAGGTGGGATCGGCGATTAGGACTAATTCGTAACA 
AGGTAGCCGTACCGG 


>gi|228721489|ref|NR_027612.1| Petrotoga mobilis strain $J95 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCGTGCGTAACACATGCAAGTCGGACGGGTTATAGATCTTCGGAGATATAACCAGTGGCG 
AACGGGTGAGTAAAAGGTAGGGACCTGCCCTAAGGACAGAGATAGCTACTGGAAACGGTAGGTAAACTCT 
GATAAGCCCGAGAGGGGAAAGTGGTAGACAGCCTTAGGATGGACCTACTATCCATCAGGTAGTTGGTGAG 
GTAAAGGCTTACCAAGCCGATGACGGATAACCGGTGTGAGAGCATGGACGGTCACAAGGGCACTGAGACA 
CGGGCCCTACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGAAAGCCTGATCCAGCGACG 
CCGCGTGAAGGAAGAAGTCCCTCGGGATGTAAACTTCTGAACTAATCGAATAAAAGGGTAGTGGACACAC 
TACAGAAGAAGGTAGGT TAGGAAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGG 
CGAGCGTTGCCCGGAATTACTGGGTGTAAAGGGGACGTAGGCGGGTGATCAAGTCATCTGTGAAAAGATT 
GCTCAACGATCGGCTTGCGGATGAAACTGATCATCTTGGGCGTAGCAGAGGTAGACGGAATTACCTGAGT 
AGGGGTGAAATCCGCAGATACAGGTAAGAACGCCGGTGAAGAAGTTGGTCTACTGGGCTACAGCTGACGC 
TGAGGTCCGAAAGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCCCTAAACGATGCTCAC 
TAGGTGTAGGGAGCGAAAGACTCTCTGTGCTGAAGCGAACGCGCTAAGTGAGCCACCTGGGGAGTACGTC 
CGCAAGGATGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CTAACCGAAGAACCTTACCAGGGATTGACATGTAACTGAAGGTAGAGAAATCTACTGGCCTACCGTAAGG 
TAGGAGGTTACACAGGTGGTGCACGGTCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCACAA 
CGAGCGCAACCCCTGCAATTAGTTACCAGCAAGTGAAGTTGGGGACACTAATTGGACAGCCGCCGACGAG 
GCGGAGGAAGGAGGGGATGACGTCAGATAAGCGTGCCCCTTATACTCTGGGCGACACACGTGCTACAATG 
GGGAGGACAAAGGGAAGCGAAGCCGGAAGGTGGAGCGGATCCGGAAAAACTCTCCGTAATATGGATTGTA 
GGCTGAAACCCGCCTACATGAAGCTGGAATCGCTAGTAATCGCAGGTCAGCCAAACTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGCCACCCGAGTTGGGAACACCTGAAGGCAGTACGGTAGGTA 
CTGTTGAAGGTGGGCTTAGCGAGGGGGGCGAAGTCGTAACAAGGTAGGTGTACCGGAAGGTGCGGCTGGA 
TCA 


>gi|228721486|ref|NR_027609.1| Phaeobacter gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 
ACGAACGCTGGCGGCAGGGCTAACACATGCAAGTCGAGCGCACTCTTCGGAGTGAGCGGCGGACGGGTTA 
GTAACGCGTGGGAACGTGCCCTTCTCTAAGGAATAGCCACTGGAAACGGTGAGTAATACCTTATACGCCC 
TTCGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTAGATTAGATAGTTGGTGGGTAACGGCCTAC 
CAAGTCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGAGATGATAATGACAGTATCTGGTAAAGAAACCCCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGATCAGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTCC 
TGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGTGCAAACAGG 
ATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGCAAGCATGCTTGTCGGTGAC 
ACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
CGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACAT 
CCTAGGACCGCCAGAGAGATTTGGCTTTCACTCCGGTGACCTAGTGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGTTC 
GGCTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGG 
CCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAACTGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCG 
GTGAATACGTTCCCGGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCCG 
TGCGCCAACCTTTCGAGGGGGCAGCGGACCACGGTGAGCTCAGCGACTGGGG 


>gi|228721484|ref|NR_027607.1| Cupriavidus metallidurans strain CH34 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGTATGCCTTACACATGCAAGTCGAACGGCAGCGCGG 
ACTTCGGTCTGGCGGCGAGTGGCGAACGGGTGAGTAATACATTGGAACGTACCCTGTTGTGGGGGATAAC 
TAGTCGAAAGATTAGCTAATACCGCATACGACCTGAGGGTGAAAGTGGGGGACCGCAAGGCCTCACGCAG 
CAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCAGTAGCTGG 
TCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGGGCAACCTGTATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAG 
CACTTTTGTCCGGAAAGAAATCGCGCTGGTTAATACCTGGCGTGGATGACGGTACCGGAAGAATAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAATTGCGCTTGTGACT 
GCAAGGCTAGAGTGCGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGG 
AATACCGGATGGCGAAGGCAGCCCCCTGGGACGTGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTTCTCAGT 
AACGATACTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAACTCAAAGGAATTGAGG 
GGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACA 
TGCCACTAACGAAGCAGAGATGCATTAGGTGCCCGAAAGGGAAAGTGGACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGNGCAACCCTTGTCTCTAGTTGCTACGC 
AAGAGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTATGGGTAGGGCTTCACACGTCATACAATGGTGCGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTA 
ATCCCAGAAAACGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTTTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGT 


>gi|228721340|ref|NR_027605.1| Magnetospirillum gryphiswaldense strain MSR-1 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGAAGTCTTCGGACTTAGTGGCGCACGGGTG 
AGTAACACGTGGGAATATACCTTTCGCTGGGGGATAACATCGGGAAACTGATGCTAATACCGCATACGCC 
CTACGGGGGAAAGATTTATCGGCGAGAGATTAGCCCGCGTCCGATTAGGTAGTTGGTGAGGTAACGGCTC 
ACCAAGCCTGCGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGCAGGCGGTTCGATCAGTCAGAAGTGAAAGCCCCGGGCTTAACCTGGGAACTGCTTTTGATACT 
GTCGAGCTTGAATCACGGAGAGGGTAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACTACCTGGCCGTCGATTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGTTGTTGGGGTGCATGCACCTCAGTG 
ACGCAGCTAACGCGTTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGAC 
ATGGAACGTATGATCACCAGAGATGGTGACTTGTCTTCGGACGCGTTCACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCTTCAGTTGCCATCA 
TTTAGTTGGGCACTCTGAAGAAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAATGGGTTGCTAACCCGCGAGGGCC 
AGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGTACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCT 
AGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTTGGTTTTACCCGAAGCCGGTGAGCTAACCGCAAGGAGGCAGCCGACCACGGTAAGGTCAGCGACT 
GGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCT 


>gi|228721140|ref|NR_027603.1| Desulfitobacterium hafniense strain DCB-2 16S ribosomal RNA, partial 
sequence 
TCCTGGCTCAGGACGAACGCNGGCGTCGTGCCTCACACATGCGAGTCGAGCGGAGAGCTCAATAATAGTT 
CTTAGAGAGTTCTTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTACCTAGTAGACCGGGACAACCC 
TTGGAAACGAGGGCTAATACCGGATNAGCTTAATTAGTGGCATCACTGATTAAGGAAAGATGGCCTCTGA 
AGATGCTATCGTTAGTAGATGGATCCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGA 
CGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTACGACGAAGGCC 
TTCGGGTTGTAAAGTACTGTCTTCAGGGACGAACGGTAAGTATGTAAAGAATGTACTTACATGACGGTAC 
CTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGG 
AATCATTGGGCGTAAAGGGCGCGTAGGCGGATACTTAAGTCTGGTGTGAAAACCTAGGGCTCAACCCTGG 
GACTGCATCGGAAACTGGGTATCTTGAGGACAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATG 
CGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTAGAGG 
GTATCGACCCCTTCTGTGCCGCAGTTAACACACTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGA 
ACCTTACCAAGGCTTGACATCCATAGAATCTTGGGGAAACNNGNGAGTGCCCTTCGGGGAGCTATGAGAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCC 
TATGTTTAGTTGCTAACGCGTAATGGTGAGCACTCTAGACAGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCCAGTACAGACG 
GAAGCGAGCCGTGAGGTGAAGCCAATCCGAGAAAGCTGGTCTCAGTTCGGATTGTTCTCTGCAACTCGAG 
AACATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAAAGTCTGCAACACCCGAAGCCGGTGAGGTAACCCGAAAGGGAGCTAGCC 
GTCGAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 


>gi|228721107|ref|NR_027602.1| Ferrimonas balearica DSM 9799 16S ribosomal RNA, partial sequence 


AGAGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGACA 
ACATTGAACCTTCGGGGGATTTGTTGGGCGGCGAGCGGCGGACGGGTGAGTAATGCTTAGGAATTTGCCC 
AGTCGAGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGCTC 
TTCGGACCTTGCGCGATTGGATAAGCCTAAGTGAGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGC 
GACGATCTCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGG 
CCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTAGTGGTTAATACCCGCTAGCTGTGACGTTA 
CTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCG 
GAATTACTGGGCGTAAAGCGCATGCAGGCGGCCAAGTCAGTCAGATGTGAAAGCCCCGGGCTTAACCTGG 
GAATTGCATTTGATACTGCTTGGCTAGAGTCCTTGAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAAT 
GCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGCAAGAGACTGACGCTCAGATGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTATTAGGAGTCTGT 
GCCCTTGAGGCGTGGGTTCCAAAGCTAACGCATTAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAA 
AACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGA 
ACCTTACCTACCCTTGACATCCAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGAGACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TCCTATGTTGCCAGCGCGTAATGGCGGGAACTCATGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGG 
GACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGTCAGTACAAAGGGT 
TGCCAACTCGCGAGAGTGAGCCAATCCCATAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACT 
CCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGCTCAC 
CACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACC 
TCCTTT 


>gi|228721038|ref|NR_027601.1| Geodermatophilus obscurus DSM 43160 16S 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGGACGGTGAACCTGCTTCGG 
GTGGGGGATCAGTGCCGAACGGGTGAGTAACACGTGGCCAACCTGCCCCCGGCTCTGGGATAACTCCAAG 
AAATTGGGGCTAATACCGGATGTGACCGCTGCCCGCATGGTCTGGTGGTGGAAAGGGTTTCCGGCTGGGG 
ATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTG 
AGAGGGTGACCGGCCAGACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCAGCAGGGACGAAGCCGTGAGGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTGGTCG 
CGTCGGCTGTGAAAACCCGGAGATCAACTCCGGGCCTGCAGTCGATACGGGCCGACTTGAGTGTTGTAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGG 
TCTCTGGGCAACAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGCAAACGTTGGGCGCTAGGTGTGGGGGCCATTCCACGGTCTCCGTGCCGCAGATAACGCATTAA 
GCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGTTGCTTACTTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATGCACGGAAATCTCGCA 
GAGATGCGGGGTCCGCAAGGGCCGTGCACAGGTGGTGCATAGTTGTCGCCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTG 
CAAACATGCTACAATGGCCGGAACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGT 
CTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGGCTTGTACACACCGCCCGTCACGTCACGAAGGTCGTTAACGCCCGAA 
GCCGGTGGCCCAACCCCTTGTGGGAGGGAGCCGTCGAGGCGGGGATCGGTGATTGGGACGAAGTCGTAAC 
AAGGTTGCCGTA 


>gi|228720938|ref|NR_027599.1| Brachybacterium faecium strain DSM 4810 
sequence 

CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGGTGGTGCTTGCAC 
TGCCTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTTCGGGATAACCTCGGGA 
AATCGAGGCTAATACCGGATATGAGCTTCTGCCGCATGGTGGGGGTTGTAAAGATTTATCGGTGAGGGAT 
GGACTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAG 
AGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTT 
CAGTAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGCTTGTCGCGTC 
TGCCGTGAAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAG 
ACTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTC 
TGGGCCATTACTGACACTGAGAAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATG 
CCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGGACGGTCGCAGAGA 
TGTGGCTTTCTTCGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAAG 
CATGCTACAATGGCCGGTACAATGGGTTGCGAAACTGTGAGGTGGAGCGAATCCCAAAAAGCCGGCCTCA 
GTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCA 
GTGGCCCATCCTCGTGAGGGAGCTGTCGAAGGTGGGATCGGTGATTGGGACTAAGTCGTAACAAGGTAGC 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial 


CGTACCGGAA 


>gi|228720860|ref|NR_027598.1| Syntrophobacter fumaroxidans strain MPOB 16S ribosomal RNA, partial 
sequence 
AATAAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAGAAAGCCTTAATCTTCGGATGGGCGAGT 
AAAGTGGCGCACGGGTGAGTAACGCGTAGGTAACCTACCCCCGGGACCGGGATAACAGTGCGAAAGTGCT 
GCTAATACCGGATACGATTGTGGAGCGGGAGCTCTACGATGAAAGTCGGCCTCTCAGAGAAGCCGATGTT 
CGGGGATGGGCCTGCGTCCTATCAGCTGGTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGGTAGCTG 
GTCTGAGAGGATGATCAGCCACACTGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGG 
AATTTTGCGCAATGGCCGCAAGGCTGACGCAGCAACGCCGCGTGGGTGAAGAAGGCCTTCGGGTCATAAA 
GCCCTGTCAGGTGGGAAGAACACCATGGGGACGAATAAGCTTCATGGCTGACGGTACCACCAGAGGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATTCGGAATTACTGGGCGT 
AAAGCGCGTGCAGGCGGCTTGGCAAGTCTGATGTGAAAGCCCCGGGCTTAACCTGGGAAGTGCATTGGAA 
ACTGCCGGACTTGAGTACTGGAGAGGAAGGGGGAATTCCCGGTGTAGAGGTGAAATTCGTAGAGATCGGG 
AGGAATACCAGTGGCGAAGGCGCCCTTCTGGACGGTTACTGACGCTGAGACGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGCACTAGGTGTAGCGGGTACTCATTCCTG 
CTGTGCCGCAGCTAACGCGTTAAGTGCTCCGCCTGGGGATTACGGTCGCAAGACTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGC 
TTGACATCCCCGGACGGCCCTGGAAACAGGGATTTCCCCTTCGGGGGACCGGGAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAGCAGCGCAACCCTTGCCTTTACTTGC 
CATCAATTGAGTTGGGCACTCTAAAGGGACTGCCGGTGTGAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCTTTATGCCCAGGGCTACACACGTACTACAATGGGCGGTACAAAGGGAAGCGAGCCCGCG 
AGGAGGAGCCAACCCCAAAAAGCCGTTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCACGAAAGTCGGCTGTACCAGAAGTGCGTGGGCTAACTTTTCGGAGAGGCAGCGTACCAAGGTGTGG 
TCGGTAATTGGGGTGA 


>gi|228720600|ref|NR_027595.1| Sanguibacter keddieii DSM 10542 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACGCTAGAGC 
TTGCTCTGGTTGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAACT 
CCGGGAAACCGGGGCTAATACCGGATACGAGACGCGACCGCATGGTCGGCGTCTGGAAAGTTTTTCGGTC 
AAGGATGGACTCGCGGCCTATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGTCGACGGGTAGCCGG 
CCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAAC 
CTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGT 
CGCGTCTGGTGTGAAAACTCAAGGCTCAACCTTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGTGGTA 
GGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCA 
GGTCACTGGGCCACTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGCGCCGCAGCTAACGCATT 
AAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAATCGGC 
CAGAGATGGTCGCGTCTTCGGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTCATGGTGGGGACTCATAG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGC 
TTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCG 
GTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCG 
AAGCCGGTGGCCTAACCCCTTGTGGGATGGAGCCGTCGAAGGTGGGATTGGCGATTGGGACTAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGC 


>gi|228720546|ref|NR_027594.1| Gordonia bronchialis DSM 43247 16S ribosomal RNA, partial sequence 
GGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGGGTACTCGAG 
TGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCTGACTTTGGGATAAGCCTGGGAAACTGGGTCTA 
ATACCGGATATGACCTTACATCGCATGGTGTTTGGTGGAAAGCTTTTGCGGTTGGGGATGGGCCCGCGGC 
CTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCAGGGACG 
AAGCGTGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAT 
TCTGCAGCTTAACTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCC 
TGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAAC 
TGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGT 
GGGTACTAGGTGTGGGGTTCATTTCACGGAATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGCGGCTAGAGATAGTCGTTCCC 
TTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAA 
TGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCG 
GGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAAC 
CCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACC 


GG 


>gi|228720499|ref|NR_027593.1| Roseobacter litoralis Och 149 16S ribosomal RNA, partial sequence 


ACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCTCACTTCGGTGGGAGCGGCGGACGGGTTA 
GTAACGCGTGGGAACATACCCTTCTCTACGGAATAGCCTCGGGAAACTGAGAGTAATACCGTATACGCCT 
TCGGGGGAAAGATTTATCGGAGATGGATTGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTAC 
CAAGTCTACGATCTATAGCTGGTTTTAGAGGACGATCAGCAACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGAAAGCCTGATCTAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTCGTAAAGCTCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGATCAGAAAGTATAGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTATAAACTCC 
TGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGTATACTGTTCGGTGAC 
ACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATC 
CTGTGCTAACCCGAGAGATCGGGCGTTCTCGCAAGAGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCTTTAGTTGCCAGCAGTTCG 
GCTGGGCACTCTAAAGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGC 
CTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAACTGTCTCAGT 
TCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGCCAGTG 
CGCTAACCCTTCGGGGAGGCAGGCGGCCACGGTAGGATC 


>gi|228720330|ref|NR_027591.1| Gluconacetobacter diazotrophicus strain 
sequence 
GAGTTTGATTATGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGG 
GGTTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTGTCCATGGGTGGGGGATAACTCCGGGAAACTGG 
AGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCGAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGC 
TGGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGAC 
GGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTG 
CTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTTGGACAGTCAGATGTGAAATTCCTGGGCTTAAC 
CTGGGGGCTGCATTTGATACGTACAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTGAGGCG 
CGAAAGGGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGT 
TGGGTGGCTTAGCCCCTCAGTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGGGCTTGACATGGGGAGGCTGCAGTCAGAGATGGCTGTTTCCCGCAAGGGACCTCCT 
GCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGCCTTTAGTTGCCAGCATGATTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGTGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACA 
GTGGGAAGCCAGGCAGCGATGCCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACT 
CGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCAGCAATGGGGC 
GCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGC 
TGGATCACCTCCTTT 


>gi|228720264|ref|NR_027590.1| Salinivibrio costicola subsp. costicola 
RNA, partial sequence 
GAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGGCAG 
TATTGAAGCTTCGGTGGATTTACTGGACGTCGAGCGGCGGACGGGTGAGTAACGGCTGGGAACCTGCCCT 
GACGAGGGGGATAACCGTTGGAAACGACGGCTAATACCGCATAATGTCTTAGATTCATTAGAGCTGGGAC 
CAAAGGTGGCCTCTACATGTAAGCTATCGCGTTGGGATGGGCCCAGTTAGGATTAGCTAGTTGGTAAGGT 
AATGGCTTACCAAGGCAACGATCCTTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCCATGCC 
GCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCAGTGAGGAAGGTCGTGTACTTAATACGT 
GCACGGCTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGTCAGATGTGAAAGC 
CCGGGGCTCAACCTCGGAACCGCATTTGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTTCA 
GGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAAAGACT 
GACGCTCAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTG 
TCTACTTGGAGGTTGAGGTTTTAGACTTTGGCTTTCGGAGCTAACGCATTAAGTAGACCGCCTGGGGAGT 
ACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGCGAAGCCTTTAGAGATAGAGGTGTGCCTTC 
GGGAGCGCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTATCCTTGTTTGCCAGCACNTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAA 
ACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAAT 
GGCAGATACAGAGGGCAGCGAGACAGCGATGTTTAGCGAATCCCTTAAAGTTTGTCGTAGTCCGGATTGG 
AGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCT 
TCGGGAGGGCGTTTA 


PA1l 5 16S ribosomal RNA, partial 


strain ATCC 33508 16S ribosomal 


>gi|228720131|ref|NR_027589.1| Clostridium cellulovorans strain 743B 16S ribosomal RNA, partial sequence 
TTTGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCCCTTCGGGGTGGATTAGCGGCGGACG 
GGTGAGTAACACGTGGGCAACCTGCCTTATAGAGGGGGATAGCCTTCCGAAAGGAAGATTAATACCGCAT 
AAGATGCAATTCTCGCATGAGAGATGTATCAAAGGAGCAATCCGCTATAAGATGGGCCCGCGGCGCATTA 
GCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACAT 
TGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCC 
TGATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTTTGATTAGGGACGATAATG 
ACGGTACCTAAAGAACAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGT 
TGTCCGGATTTACTGGGCGTAAAGGATGTGTAGGCGGATTTTTAAGTGAGATGTGAAATACCCGAGCTCA 
ACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGG 
TGAAATGCGTAGAGATTAGGAAGAACATCAGTGGCGAAGGCGACTTTGTGGACTGTAACTGACGCTGAGG 
CATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGT 
GTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAA 
GATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACG 
CGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCGTAACTGGGGAAGTTACCTCTTTGAGGTGA 
CAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCAAGACTGCCTGGGTTAACCAGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCGAGT 
ACAACGAGACGCAAGACCGTGAGGTGGAGCAAATCTATAAAACTCGTCCCAGTTCGGATTGTAGGCTGAA 
ACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGAGAGTCGGCAACACCCGAAGTCCGTGAGGTAACCGTAAGGAGC 
CAGCGGCCGAAGGTGGGGTCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCT 
GGATCACCTCCTTTCT 


>gi|228720055|ref|NR_027588.1| Fusobacterium gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial 
sequence 
GGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCTCNINGTCTGGGACAACATCTGGAAACGGATG 
CTAATACCGGATATTATGCTTTCTTCGCATGGAGGAAGTATGAAAGCTATATGCGCTATGAGAGAGCTTT 
GCGTCCCATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGGGTAGCCGGCCTGAGAGGGTG 
AACGGCCACAAGGGGACTGAGACACGGCCCNNNCTCCTACGGGAGGCNGCNGTGGGGAATATTGGACAAT 
GGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGTTTTTCGGAATGTAAAGTGCTTTCAGTC 
GGGAAGAAGTAAGTGACGGTACCGACAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGTAATAC 
GTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGCAAGGAAAGTCTGATGTG 
AAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTACTGGAGAGGTAGGCGGAAC 
TACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCTACTGGACAGA 
TACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAAC 
GATGATTACTAGGTGTTGGGGGTCNAACCTCAGCGCCCAAGCTAACGCGATAAGTAATCCGCCTGGGGAG 
TACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGACGNAACGCGAGGAACCTTACCAGCGTTTGACATCCTACNAAGAGTGCAGAGATGCGCTNGTGCTTCT 
TCGGAAGAATGTAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCCTATCGTATGTTACCAGCCTTTAGTTGGGGACTCATGCGATACTGCCTGCGAC 
GAGCAGGAGGAAGGTGGGGATGACGTNAAGTCATCATGCCCCTNATACGCTGGGCTACACACGTGCTACA 
ATGGGTAGTACAGAGAGCGGCGAACCCGCGAGGGGGAGCAAATCTCAGAAAACTNTTCTTAGTTCGGATT 
GTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCAATGTTGCGGTGAATA 
CGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAA 
CCG 


>gi|228720024|ref|NR_027587.1| Burkholderia thailandensis strain E264 16S ribosomal RNA, partial sequence 
AGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGCGGGCTTCGGCCTGGCGGCGA 
GTGGCGAACGGGTGAGTAATACATCGGAACATGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTA 
ATACCGCATACGATCTGTGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTATAGGGTTGGCCGATGGCT 
GATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGC 
AAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGA 
AATCATCCTGGCTAATAACCGGGGTGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTT 
GCTAAGACCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTGACTGGCAGGCTAGAGTATGG 
CAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGG 
CAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGA 
AGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGTCGGAATCCTGCT 
GAGAGGCGGGAGTGCTCGAAAGAGAACCGGCGCACAGGTACTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAG 
ACTGCCGGTGACAAACCGGAAGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTC 
ACACGTCATACAATGGTCGGAACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGATC 
GTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGC 
CGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGT 
GGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGT 
AGCCGTATCGGAAGGTGC 


>gi|228719712|ref|NR_027584.1| Acidimicrobium ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 


AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGCGGTGGCTT 
GCCACCGAGTGGCGAACGGGTGCGTAACACGTGAGGAACCCACCCCGACGTGGGGGATAACACCGGGAAA 
CCGGTGCTAATACCGCATGTGCTCCCCTGACCGCATGGTCGAGGGAGCAAAGCCTTCGGGCGCGACGGGA 
CGGCCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCCACCAAGGCGACACGGGTAGCTGGTCTGAG 
AGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CGCAATGGGCGAAAGCCTGACGCAGGAACGCCGCGTGGAGGACGAAGGCCTTCGGGTTGTAAACTCCTTT 
CAGCAGGGACGAAACTGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAACCGCGGTAAG 
ACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCTCGTAGGCGGCTTGGCAAGTCGGATG 
TGAAATCACCAGGCTCAACCTGGTGTCGCCATCCGATACTCCATGGCTTGAGTCCGGTAGAGGATCGTGG 
AATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGTCGAAGGCAGCGATCTGGGC 
CGGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTA 
AACGTTGGGCACTAGGTGTGGGGCCTCATTCGACGGGCTCCGTGCCGACGCTAACGCATTAAGTCCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAACGGCGGAGCATCG 
GCTTAATTCGATGCAACGCGAAGAACCTCACCTGGGCTTGACATGGAGGGAAAAGCCGCAGAGATGCGGT 
GTCCTTCGGGTCCCTTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGAGTCGTGAGATGTTGGGTAAGTC 
CCGCAACGAGCGCAACCCTTGCCCTATGTTGCCACGGGTCATGCCGGGGACTCGTAGGGGACTGCCGGAG 
TTAATTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTACGTCCAGGGCTGCACGCATGCTA 
CAATGGCCGGTACAAAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAAAAACCGGTCTCAGTTCGGAT 
CGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCCCGGATCAGCACGCCGGGGTGAATA 
CGTTCCCGGGCTAGTACACACCGCCCGTCACACCACGAAAGTCGGCAACACCCGAAGCGGTGGCCCAACC 
CGCAAGGGAGGGAGCCGTCGAAGGTGGGGTCGGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGT 


>gi|228719132|ref|NR_027580.1| Octadecabacter antarcticus strain 307 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCACGCCTAACACATGCAAGTCGAGCGCAATCCTTCGGGATCGAGCGGCGGACGGG 
TTAGTAACGCGTGGGAACATACCCTTCTCTAAGGAATAGCCTCGGGAAACTGAGAGTAATACCTTATACG 
CCCTTCGGGGGAAAGATTTATCGGAGAAGGATTGGCCCGCGTAAGATTAGATAGTTGGTGGGGTAATGGC 
CTACCAAGTCTACGATCTTTAGCTGGTCTGAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGAAAGCCTGATCTAGCGATRCCGCGTGT 
GTGACGAAGGCCTTAGGGTCGTAAAGCACTTTCGCCAAGGATGATAATGACAGTACTTGGTAAAGAAACC 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTA 
AAGCGCACGTAGGCGGACTAATAAGTTAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTAATA 
CTGTTAGTCTTGAGTTCGAGAGAGGTAAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGA 
GGAACACCAGTGGCGAAGGCGGCTTACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTTGGGGGGCTTGCCCTTCAG 
TGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTG 
ACATCCTGTGCTATATCCAGAGATGGATAGTTCCCTTAGGGGACGCAGTGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCA 
GGTTAAGCTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCT 
CATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAACTG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCAT 
GACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAC 
GGCCGTGCGCTAACCCTTCGGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTG 


>gi|228719063|ref|NR_027579.1| Ruminococcus lactaris strain ATCC 29176 16S ribosomal RNA, partial 
sequence 
CGGCGTGCTTNACMCRTGCGAGTCGAGCGAAGCACTTAGGWAAGATTCTTCGGATGATTTCCTATTTGAC 
TGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTCCCTCATACAGGGGGATAACAGTTAGAAATGACT 
GCTAATACCGCATAAGACCACAGCACCGCATGGTGCAGGGGTAAAAACTCCGGTGGTATGAGATGGACCC 
GCGTCTGATTAGTTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCCGACCTGAGAGGGTG 
ACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGNAGNGGGGAATATTGCACAAT 
GGGGGANACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAG 
GGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCAAGTCTGATGTGAAAA 
CCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTTGATCTGGAGTGCCGGAGAGGTAAGCGGAATTCC 
TAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAAC 
TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GACTACTAGGTGTCGGGTGGCAAAGCCATTCGGTGCCGCAGGCAACGCAATAAGTAGTCCACCTGGGGAG 
TACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGAAGNAACCTTACCTGCTCTTGACATCCCGGTGACGGCAGAGTAATGTCTGCTTTTCT 
TCGGAACACCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTATCTTCAGTAGCCAGCGGTAAGGCCGGGCACTCTGGAGAGACTGCCAGGGATA 
ACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGAGCAGGGCTACACACGTGCTACAA 
TGGCGTAAACAAAGGGAAGCGAACCCGCGAGGGTGGGCAAATCCCANAAATAACGTCTCAGTTCGGATTG 
TAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACG 
TTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGTCAGTGACCCAACC 
GT 


>gi|228719040|ref|NR_027578.1| Nitrobacter hamburgensis strain X14 16S ribosomal RNA, partial sequence 
GATCTTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGGCGTAGCAATACGTC 
AGTGGCAGACGGGTGAGTAACACGTGGGAACGTACCTTTTGGTTCGGAACAACTGAGGGAAACTTCAGCT 
AATACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTTGTTG 
GTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTG 


AGACACGGCCCAAACTCTACGGGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCA 
TGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCA 
AGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATC 
ACTGGGCGTAAAGGGTGCGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACT 
GCCTTTGATACTGAAGGTCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTA 
GATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGCACGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTAGTGGGTT 
TACTCACTAGTGGCGCACGTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTA 
CCAGCCCTTGACATGTCCATGACCGGTCGCAGAGATGTGACCTTCTCTTCGGAGCATGGAGCACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCT 
TAGTTGCTACCATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGA 
CGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGAAGCAA 
AGGGGCAACCCCTAGCAAATCTCAAAAAACCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGA 
AGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTTGGTTTTACCTGAAGGCGGTGCGCTAACCCGCAAGGAGGCAGCCGACCACGG 
TAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATC 


>gi|228718799|ref|NR_027576.1| Chlamydophila pecorum strain E58 16S ribosomal RNA, complete sequence 
CTGAGAATTTGATCTTGGTTCAGATTGAACGCTGGCGGCGTGGATGAGGCATGCAAGTCGAACGGAATAA 
TGGCTTCGGCTATTATTTAGTGGCGGAAGGGTTAGTAATACATAGATAATTTGTCTTAACTTGGGAATAA 
CGGTTGGAAACGGCCGCTAATACCGAATGTGGTGTGTTTAGGCATCTAAATTACATTAAAGAAGGGGATC 
TTCGGACCTTTCGGTTAAGAGAAAGTCTGTGGGATATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGC 
TATGACGTCTAGGCGGATTGAGAGATTGACCGCCAACACTGGGACTGAGACACTGCCCAGACTCCTACGG 
GAGGCTGCAGTCGAGAATCTTTCGCAATGGACGAAAGTCTGACGAAGCGACGCCGCGTGTGTGATGAAGG 
CTCTAGGGTTGTAAAGCACTTTCGCCTGGGAATAAGAGAGATTGGCTAATATCCAATTGATTTGAGCGTA 
CCAGGTAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCTAGCGTTAATCG 
GATTTATTGGGCGTAAAGGGCGTGTAGGCGGAAAGGAAAGTTAGATGTCAAATCTTGAGGCTCAACCTCA 
AGTCGGCATCTAATACTATCTTTCTAGAGGTTGGATGGAGAAAAGGGAATTCCACGTGTAGCGGTGAAAT 
GCGTAGATATGTGGAAGAACACCAGTGGCGAAGGCGCTTTTCTAATTTTTCCTGACGCTAAGGCGCGAAA 
GCAAGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCTTGCTGTAAACGATGCATACTTGATGTGGATG 
GTCTCAACCCCATCCGTGTCGGAGCTAACGCGTTAAGTATGCCGCCTGAGGAGTACACTCGCAAGGGTGA 
AACTCAAAAGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGA 
ACCTTACCTGGGCTTGACATGTATTTGACCGCGGCAGAAATGTCGTTTTCCGTAAGGACAGATACACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
CGTTAGTTGCCAGCACTTTGGGTGGGAACTCTAACGAGACTGCCTGGGTTAACCAGGAGGAAGGCGAGGA 
TGACGTCAAGTCAGCATGGCCCTTATGTCCAGGGCGACACACGTGCTACAATGGGTAGTACAGAAGGTAG 
CAAGATCGTGAGATGGAGCAAATCCTTAAAGCTATCCTCAGTTCGGATTGTAGTCTGCAACTCGGCTACA 
TGAAGTCGGAATTGCTAGTAATGGCGTGTCAGCCATAACGCCGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACATCATGGGAGTTGGTTTCACCTTAAGTCGTTGACTCAACCTATTTTTAGGAGGGAGGCG 
CCCAAGGTGAGGCTGATGACTGGGATGAAGTCGTAACAAGGTAGCCCTACCGGAAGGTGGGGCTGGATCA 
CcTcctTtTtT 


>gi|228718692|ref|NR_027575.1| Desulfovibrio magneticus strain RS-1 16S ribosomal RNA, complete sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTGCGAGAAAGGGG 
ACTTCGTTCCCTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATTATCTACCCAGATATTCGGGATA 
ACGGCGGGAAACTGCCGCTAATACCGGATACGCTCCAATTTCGGTTGGGGGAAAGGCGGCCTCTGCTTGC 
AAGCTGTCGTATCTGGATGAGTCCGCGTCCCATTAGCTTGTTGGCGGGGTAATGGCCCACCAAGGCTACG 
ATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAAACACGGTCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGTGTGAGGGAAGAAGGCTTT 
CGGGTCGTAAACCTCTGTCGGGAGGGAAGAACCTTCCAGGTCTGAATAAGCCCTGGAACTGACGGTACCT 
CCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAA 
TCACTGGGCGTAAAGCGCGCGTAGGCCGCCTTTTAAGTCGGACGTGAAAGCCCTCGGCTCAACCGAGGAA 
CTGCGTTCGAAACTGGGAGGCTTGAGTCCTGGAGAGGGTGGCGGAATTCCGGGTGTAGGAGTGAAATCCG 
TAGATATCCGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTACTGACGCTGAGGCGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGAG 
CGATCTTCGGTGCCGCAGTTAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCA 
AAGGAATTGACGGGGGGCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTA 
CCTGGGTTTGACATCCCGCGAATCCTCCCGAAAAGGAGGAGTGCCCTTCGGGGAGCGCGGTGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTT 
TAGTTGCCAGCGAGTAATGTCGGGCACTCTAGAGAGACCGCCTCGGTCAACGGGGAGGAAGGTGGGGACG 
ACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTACTACAATGGTGGGTACAATGGGCTGCG 
AGACCGCAAGGTGGAGCCAATCCCAAAAAACCCATCCCAGTCCGGATCGGGGTCTGCAACTCGACCCCGT 
GAAGTCGGAATCGCTAGTAATCGGAGATCAGCATGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCACGAAAGTTGGTTCTACCCGAAAGCTCCGGGCTAACCGCAAGGAGGCAGGAGTCTACG 
GTAGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGGACGCGGTTGGATCACCTCCTTA 


>gi|228718299|ref|NR_027572.1| Oceanicola granulosus strain HTCC2516 16S ribosomal RNA, partial sequence 
GTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGACCTTCGGGT 
CTAGCGGCGGACGGGTGAGTAACGCGTGGGAATATGCCCTTCACTGCGGAATAGCCACTGGAAACGGTGA 
GTAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGGTGAAGGATTAGCCCGCGTCTGATTAGGTAGT 
TGGTGGGGTAATGGCCTACCAAGCCTACGATCAGTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCT 


AGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTCGTAAAGCTCTTTCGCTGGGGAAGATAATGACTGTA 
CCCAGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCG 
GAATTACTGGGCGTAAAGCGCACGTAGGCGGATTAGTCAGTCAGAGGTGAAATCCCAGGGCTCAACCCTG 
GAACTGCCTTTGATACTGCTAGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAAT 
TCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCAGG 
GGGCTTGCCCTTTGGTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAA 
CCTTACCAACCCTTGACATCCCGTGACCGCTGGAGAGATCCAGTTTCCCTTCGGGGCACGGTGACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCC 
TTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGA 
CGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTAGTGACAATGGGTTAATC 
CCCAAAAGCTATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCG 
CGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGG 
GTTTACCCGAAGACGGTGCGCCAACCTGTTCGCAGGGGGCAGCTGGCCACGGTAAGCTCAGCGACTGGGG 
TGAAGTCGTAACAAGGTA 


>gi|228718145|ref|NR_027571.1| Lentisphaera araneosa HTCC2155 strain HTCC2155 16S ribosomal RNA, partial 
sequence 
AGGGTTTGATTCTGGCTCAGAATGAATGCTGGCGGCATGGATTAGGCATGCAAGTTGAACGAGAAATTCA 
CTTCGGTGAATGGAAAGTGGCGAAAGGGTGAGTAACGCGTGAATAATCTGCCCCTAAGTTTGGAACAACA 
GTTGGAAACGACTGCTAATACCGGATGTGACTATTAAGACGCATGTTTTGATATTTAAAGGTTACGCTTA 
GGGATGAGTTCGCGTGCCATTATGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTATGACGGCTAGGTGG 
TCTGAGAGGACGATCACCCACACTGGGACTGAGACACTGCCCAGACTCCTGCGGGAGGCTGCAGTCGAGA 
ATCTTCCGCAATGCGCGAAAGCGTGACGGAGCAATGCCGCGTGATCGAAGACGGCCTTCGGGTTGTAAAG 
ATCTGTCAGGGGGGAAAAACGATGATGGTACCCCCAGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGTGGCGAGCATTATTCGGAATTACTGGGCGTAAAGGGTCCGCAGGTGGTTTACTAAG 
TCAGATGTGAAATTTCAGTGCTTAACACTGAACCTGCATTTGAAACTGGTAGACTAGAGTATGTGAGAGG 
TAAGCGGAATTTGTGGTGTAGCGGTGGAATGCGTAGATATCACAAGGAAGACCAAAGGCGAAGGCAGCTT 
ACTGGCACAATACTGACACTCATGGACGAAGGCTAAGGTAGCGAAAAGGATTAGATACCCTTGTAGTCTT 
AGCAGTAAACGTTGTACACTCGATGTTGGTCTGGTTAGTCGGATCAGTGTCTAAGCTAACGCGATAAGTG 
TACCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGCTTAATTCGAGGCAACGCGAAGAACCTTACCCGGGTTTGACATTGAGCGACGTTCGGTGAAA 
GTCGAATTCCCTTCGGGGCGCAAAAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCTGTGAAGTGTTCG 
GTTAAGTCCGGCAACGAGCGCAACCCATATCCTTACTTGCTAACAGGTAATGCTGAGAACCTTAAGGAGA 
CTGCCCGTGTTAAGCGGGAGGAAGGTGTGGACGACGTCAAGTCAGTATGGCCCTTACACCCGGGGCTGCA 
CACCGTGCTACAATGGCCGGTACAAAGGGCAGCGACATAGTGATATGGAGCGAATCCCCAAAACCGGTCT 
CAGTACGGATTGGAGTCTGCAACTCGACTCCATGAAGATGGAATCGCTAGTAAATGGGCATCAGCTACGG 
CTCATTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAGCTGAGTTCACCCGAAGT 
CGTTGCGCCAACCTGCTTACAGGAGGCAGACGCCGAAGGTGGGCTTAGTGACTGGGATGAAGTCGTAACA 
AGGTAGCC 


>gi|228717983|ref|NR_027569.1| Burkholderia unamae strain MT1-641 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGA 
GTGGCGAACGGGTGAGTAATACATCGGAACATGTCCAGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTA 
ATACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTATTGGGGTGGCCGATGGCG 
GATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGACCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGA 
AAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGA 
AATCCTTTGGGCTAATACCCTAGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGA 
TGCAAGACCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTGACTGCATCGCTAGAGTATGG 
CAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGG 
CAGCCCCCTGGGTCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGTCAACTGGTTGTCGGGTCTTCATTGACTTGGTAACGTAGCTAACGCGTGA 
AGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTATGGAATCCTGCT 
GAGAGGTGGGAGTGCCCGAAAGGGAGCCATAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCCAGGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTC 
ACACGTCATACAATGGTCGGAACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAACCGATC 
GTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGC 
CGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGT 
GGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGCAGGATTCATGACTGGGGTGAAGTCGTAACAAGGT 
AGCCGTATCGGAAGGTGC 


>gi|228717906|ref|NR_027568.1| Kordia algicida strain OT-1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACATTG 
GTGCTTGCGCCAGATGACGACCGGCGCACGGGTGCGTAACGCGTATGAAACCTACCTAATACAGGGGGAT 
AGCCCAGAGAAATTTGGATTAATACCCCATGGTACTGTTGGATTGCATGATTCAATAGTTAAAGATTTAT 
CGGTATTAGATGGTCATGCGTTCTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACAGCGATAGATA 
GGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGT 
GAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGAAGACTGCCCTATGGGTT 


GTAAACTTCTTTTATAGAGGAAGAAACGTGAATACGTGTATTCATTTGACGGTACTCTACGAATAAGGAT 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAA 
AGGGTCCGCAGGCGGTTGTTTAAGTCAGAGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATAC 
TGAATAACTTGAGTTATAATGAAGTGGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATA 
GAATACCGATTGCGAAGGCAGATCACTAATTATATACTGACGCTGAGGGACGAAAGCGTGGGGAGCGAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGTTACTAGCTGTTTGGATTTCGGTCTGAGTGG 
CTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAAT 
GTAGTATGACAGGGGCAGAGACGCCTTTTTCTTCGGACATACTACAAGGTGCTGCATGGTTGTCGTCAGC 
TCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTACCAGCATGTAAA 
GGTGGGGACTCTAACAAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGC 
CCTTACGTCCTGGGCTACACACGTGCTACAATGGTAGGTACAGCGAGCAGCCACTACGCAAGTAGGAGCG 
AATCTACAAAACCTATCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTA 
ATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAA 
GCTGGGGGTACCTGAAGTCGGTGACCGTAAGGAGCTGCCTAGGGTAAAACTAGTAACTGGGGCTAAGTCG 
TAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|228717818|ref|NR_027567.1| Polaromonas naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACGGGTTAAGCCGACGAGTGGCGAAC 
GGGTGAGTAATATATCGGAACGTGCCCAGTCGTGGGGGATAACGTAGAGAAATTTACGCTAATACCGCAT 
ACGATCTAAGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCGATTGGAGCGGCTGATATCAGATTAGGTT 
GTTGGTGAGGTAAAAGCTCACCAAGCCGACGATCTGTAGCTGGTTTGAGAGAACGACCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGAT 
CCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGGCCAG 
CCCTAATACGGCAGGCCCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGATGTAAGACA 
GTTGTGAAATCCCCGGGCTCAACCTGGAATTGCATCTGTGACTGCATCGCTAGAGTACGGTAGAGGGGGG 
ATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCTG 
GACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
CTAAACCGATGTCAACTGGTTGTTGGGTGCATTAGTACTCAGTAACGAAGCTAACGCGTGAAGTTGACCG 
CCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATG 
TGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCTTTGACATGTACGGAACTCGCCAGAGATGGCT 
TGGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTAGTTGGGCACTCTAATGAGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTAGGGCTACACACG 
TCATACAATGGATGGTACAAAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCATAAAGCCATTCGTAGT 
CCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTCACGG 
TGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTA 
GCCTAACCTGCAAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTG 


>gi|228717562|ref|NR_027564.1| Teredinibacter turnerae strain 17902 16S ribosomal RNA, partial sequence 
ATTGAACSCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGTGAAAGCCTTCGGGTGAGTAAAGCGGCGG 
ACGGGTGAGTAACGCGTGGGAATCTGCCTGATAGTGGGGGACAACAGTCGGAAACGACTGCTAATACCGC 
ATACGTCCTAAGGGAGAAAGTGGGGGATCTTCGGACCTCACGCTATCAGATGAGCCCGCGTCGGATTAGC 
TAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATTG 
GGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTG 
ATGCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCAGTGAGGAAAGGTTG 
TACGTTAATAGCGTGCATCTGTGACGTTAACTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTATTTAAGC 
TAGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTTAGAACTGGGTAACTTGAGTACAGCAGAGGA 
TAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACATCAGTGGCGAAGGCGACTGT 
CTGGGCTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGTCTACTAGCCGTTGGTCTCCTTGAGGGATTAGTGGCGCAGCTAACGCAGTAAGTAGA 
CCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTAGAAACTTAGCAGAGATG 
CTTTGGTGCCTTCGGGAATCTAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCATCAGTTCGGCTGGGAACTCTAAGGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGACCTGGGCTACAC 
ACGTGCTACAATGGGCTGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACAGTTCGT 
AGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAAATCAGAATGTTA 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAG 
CTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTA 


>gi|228717469|ref|NR_027563.1| Oceanibulbus indolifex HEL-45 16S ribosomal RNA, partial sequence 
CTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGACCTTCGGGTCTAGCGGCGGAC 
GGGTTAGTAACGCGTGGGAACGTACCCTTCTCTGCGGAATAGCCACTGGAAACGGTGAGTAATACCGCAT 
ACGCCCTTCGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAAT 
GGCCTACCAAGTCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCG 
TGTGTGATGAAGGTCTTAGGATCGTAAAGCACTTTCGCCAGGGATGATAATGACAGTCCCTGGTAAAGAA 
ACCCCGGCTACCTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGC 
GTAAAGCGTACGTAGGCGGATCAGAAAGTAAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCTT 
AAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTT 


GGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGTATACTGTT 
CGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCC 
TTGACATCCTGTGCTAACCCGAGAGATCGGGCGTTCACTTCGGTGACGCAGTGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCA 
GCAGTTCGGCTGGGCACTCTAAGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTC 
CTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAGC 
TGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGGAACAGC 
ATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCG 
ACGGCCGTGCGCCAACCTTTCGAGGAGGCAGCGGACCACGGTAGGATCA 


>gi|228717274|ref|NR_027561.1| Methylocella silvestris strain BL2 16S ribosomal RNA, partial sequence 


AACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCTGTAGCAATACAGAGTGGCAGACGGGTG 
AGTAACACGTGGGAACATACCCTTCGGTTCGGAACAACTCAGGGAAACTTGAGCTAATACCGGATACGCC 
CTTTGGGGGAAAGATTTATCGCCGAAGGATTGGCCCGCGTCTGATTAGCTAGTTGGCGGGGTAATGGCCC 
ACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCTGGGAAGATAATGACGGTACCAGGAGAATAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAA 
GCGCACGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACT 
GGGGATCTCGAGTCCGGGAGAGGTGAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTAGGCAGCTTGCTGCTTAGTG 
GCGCAGTTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGAC 
ATGTCCGGTTTGGTTTCCAGAGATGGATTCCTTCAGTTAGGCTGGCCGGAACACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAT 
CATTTAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCTAAGGGGCGACC 
CCTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGCGCTCTGCAACTCGAGCGCATGAAGGTGGAATC 
GCTAGTAATCGTAGATCAGAACGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTTGGTTCTACCCGAAGGCGTTTTCTTAACCGCAAGGAGAGAGGCGACCACGGTAGGGTCAGCG 
ACTGGGGTG 


>gi|228717104|ref|NR_027560.1| Idiomarina baltica strain 0S145 16S ribosomal RNA, partial sequence 


TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTT 
CTTTGCTGACGAGCGGCGGACGGGTGAGTAATACTTGGGAACTTGCCTCTAGGCGGGGGACAACCACTGG 
AAACGGTGGCTAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACACCTAGAGAT 
GGGCCCAAGCGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGTTCNGAG 
AGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTT 
CAGTGGTGAGGAAGGTCAGTAAGTTAATAACTTGCTGAATTGACGTTAGCCACAGAAGAAGCACCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTA 
CGTAGGCGGTGTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTTGAACTGGCAC 
GCTAGAGTCCTGAAGAGGGTGGTAGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATAC 
CAGTGGCGAAGGCGGCCACCTGGTCAGAGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCACTAAGACGTGAGTAACGC 
AGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCC 
AGTGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCGATTCGG 
TCGGGAACTCTGGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCC 
CTTACGGGATGGGCTACACACGTGCTACAATGGCGCGTACAAAGGGCAGCGAACCTGCGAGGGTAAGCGA 
ATCTCATAAAGCGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTA 
ATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGCTGCACCAGAAGTGGTTAGTTTAACCTTCGGGAGAACGATCACCACGGTGTGGTTCATGACTGGGG 
TGAAGT 


>gi|228716944|ref|NR_027557.1| Roseburia intestinalis strain L1-82 16S 
TTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAGCACTTTATTTG 
ATTTCTTCGGAATGAAGATTTTGTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCAT 
ACAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATAAGCGCACAGGGTCGCATGACCTGGTGTGA 
AAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGCCAGTTGGTGGGGTAACGGCCTACCAAAGCG 
ACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA 
TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAAA 
TACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCG 
CAGGCGGTACGGCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCGGAC 
TAGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCA 
GTGGCGAAGGCGGCTTACTGGACGATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCGGGGAGCATTGCTCTTCGGTGCCGCAG 
CAAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACC 


ribosomal RNA, partial sequence 


CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCCG 
ATGACAGAACATGTAATGTGTTTTCTCTTCGGAGCATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTTAGTAGCCAGCGGGTMAGCC 
GGGCACTCTAGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGACTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCGAGCCTGCGAGGGGGAGCAAAT 
CTCAAAAATAACGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGCTGGAATCGCTAGTAAT 
CGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTT 
GGTAATGCCCGAAGTCAGTGACCCAACCGCAAGGAGGGAGCTGCCGAAGCAGGATCGATAACTGGGGTGA 
AGTCGTAACAAG 


>gi|228716834|ref|NR_027556.1| Shewanella denitrificans strain 08217 16S ribosomal RNA, partial sequence 
AKTKAACRCTGGNGGCAGGCCYAANACATGCAAGTYGAGCGGCRGCGGGRAGRTAGATTRNTANNTTTGC 
CGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGGATYTGCCCAGTYGTGGGGGATAACAGTTGGAAACGA 
CTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGAACCT 
AGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGSCGACGATCCCTAGYTGGTYTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACWCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGGGAAACCCTGATGCAGCCATGCCGCRTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCA 
GGAGGAAAGGTAGCGTGTTAATAGCAYGTTRCTGTGACGTTACTGACAGAAGAAGGACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGG 
CGGTTTGTTAAGCCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGGAACTGGCGAACTAGA 
GTCTTGTAGAGGGAGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTARATATCTGAAGGAATACCGGTGG 
CGAAGGCGGCCTCCTGGACAAAGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGCCTTGAGCACTGGGCTCCCAAGCTAA 
CGCATTAAGTARACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAA 
GCCAGCAGAGATGCAGGTGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCASCACGTAATGGTGGG 
AACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTAC 
GAGTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGTTGCAAAGCCGCGAGGTGGAGCTAATCTC 
ACAAAGCTCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGT 
GAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGY 
TGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGACGCTCACCACTTTGTGGTTMATGWCTGGGGTGAAG 
TCGTAACAAGGTAGCCCTAGGGGAACCTGG 


>gi|228716754|ref|NR_027555.1| Burkholderia phymatum strain STM815 16S ribosomal RNA, partial sequence 
AAGTCGGACGGCAGCGCGGGCTTCGGCCTGGCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTG 
TCCTGGAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGCTCTGAGGAGGAAAGCGGGGG 
ATCTTCGGACCTCGCGCTCAAGGGGCGGCCGATGGCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAA 
GGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGA 
AGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACTTCGCCGCCAATACCGGTGGAGGATGACG 
GTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAA 
TCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGCTAAGACCGATGTGAAATCCCCGGGCTTAACC 
TGGGAACTGCATTGGTGACTGGCGGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGA 
AATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCAC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTC 
GGGTCTTCATTGACTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATT 
AAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAA 
AAACCTTACCTACCCTTGACATGTACGGAACCTTGCCGAGAGGTGAGGGTGCCCGAAAGGGAGCCGTAAC 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCCCTAGTTGCTACGCAAGAGCACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGC 
CAAGCCGCGAGGCGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCG 
TGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACAC 
CGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCAC 
GGTAGGATTCATGACTGGGGTGAAGTCGTAACAAG 


>gi|228716720|ref|NR_027554.1| Burkholderia tuberum strain STM678 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGC 
GAACGGGTGAGTAATACATCGGAACGTGTCCTGGAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACC 
GCATACGCTCGGGAGAGGAAAGCGGGGGATCTTTCGGGACCTCGCGCTCAAGGGGCGGCCGATGGCAGAT 
TAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAG 
CCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAA 
CCTCGTGGCTAATATCCGTGAGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGCTGT 
AAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTGGTGACTGCAGCGCTGGAGTATGGCAG 
AGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAG 
CCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGTCAACTGGTTGTCGGGCCTTCATTGGCTTGGTAACGTAGCTAACGCGTGAAGT 
TGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
ATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTATGGAATCCTGCCGAG 
AGGCGGGAGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 


GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCCAGGGAGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACA 
CGTCATACAATGGTCGGAACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAACCGATCGTA 
GTCCGGATCGCACTCTGCAACTCGGGTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGC 
GGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGC 
TAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGC 
CGTATCGGAA 


>gi|228716586|ref|NR_027553.1| Bdellovibrio bacteriovorus strain HD 100 16S ribosomal RNA, partial 
sequence 
AACGGGGAAAGCTTTCGGGTGAGTACTAGTGGCGCACGGGTGAGGAACGCGTGGATAATCTGCCTTAGAG 
TGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATAAGACCACAGGAGCTGCGGCTCTAGGGGTCAA 
AGGTTTTTCGCTCTAAGATGAGTCCGCGTAAGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGAC 
GATCTTTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGATGAAGGCCT 
TCGGGTCGTAAAGCTCTGTCGCAGGGGAATAACACAATGAATGTACCCTGTAAGAAAGGATCGGCTAACT 
TCGTGCCAGCAGCCGCGGTAAGACGAGGGATCCTAGCGTTGTTCGGAATTATTGGGCGTAAAGCGGATGT 
AGGTGGCTTTGTAAGTCAGATGTGAAAGCCCAGGGCTCAACCCTGGAAGTGCATTTGATACTGCGAAGCT 
TGAGTGTCGGAGAGGTTACTAGAATTGTTGGTGTAGTGGTGAAATACGTAGATATCAACAGGAATACCGG 
AGGCGAAGGCGGGTAACTGGCCGAACACTGACACTGAGATCCGAAAGCGTGGGGATCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGGATACTTGTTGTTGGAGGTATTGACCCCTTCAGTGACGAAG 
CTAACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATGTAC 
TGGAAGACTGGCAGAAATGTCGTCGCCCGCAAGGGTCGGTACACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCATTTAGTTGCCAGCATTCAGTTG 
GGCACTCTAGATGGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT 
ATGCCTAGGGCTACACACGTGCTACAATGGTAGTCACAGAGCGAAGCTAAGCCGCGAGGTAGAGCAAATC 
GCTTAAAAGCTATCTAAGTTCAGATTGATCTCTGCAACTCGAGATCATGAAGTTGGAATCGCTAGTAATC 
GCGGATCAGAATGCCGCGGTGAATACGTTCCCGG 


>gi|228716336|ref|NR_027550.1| Parvularcula bermudensis HTCC2503 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGATCCTTCGG 
GATAGTGGCAGACGGGTGCGTAACACGTGGGAACCTACCTCAGGGTACGGAATAACTCGGGGAAACTCGT 
GCTAATACCGTATATGCCTTTGGGTGAAAGATTTATCGCCCTGAGATGGGCCCGCGGCTGATTAGGTAGT 
TGGTGGGGTAAAAGCCTACCAAGCCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGGGCAACCCTGATCC 
AGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAACTCTTTCGCCGGTGAAGATAATGACGGTA 
ACCGGTAAAGAAGCCCCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGAAAGGGGCTAGCGTTGTTCG 
GAATTACTGGGCGTAAAGCGCGCGTAGGCGGGATGCCAAGTTGGGGGTGAAATCCCGGAGCTCAACTCCG 
GAACTGCCTCCAAAACTGGCAACCTAGAGGATGTGAGAGGATAGTGGAATTCCGAGTGTAGAGGTGAAAT 
TCGTAGATATTCGGAAGAACACCGGTGGCGAAGGCGACTGTCTGGCACATTTCTGACGCTGAGGTGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGGGCTAGTTGTCGGC 
TTGCATGCAAGTCGGTGACGCAGCTAACGCATTAAGCCCTCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAACCCTTGACATCCCGATTGCGGTTTCCAGAGATGGATACCTTCATTTAGTTGGATCGGTGAC 
AGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGCTGTTAGTTGCCAGCATTTAGTTGGGCACTCTAACGGGCACCGCCGGTGATAAGCCGGAGGAAGGTGG 
GGACGACGTCAAGTCATCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCGCTCATAGTGGG 
ATAATCCCCAAAAGGCGTCTCAGTTCGGATTGTCTTCTGCAACTCGAAGGCATGAAGTCGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTTGGTTTTACCCGACGACGCTGCGCTAACCTTCGGGAGGCAGGCGGCCACGGTAAGATCAGCGACTGG 
GGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGAATCACCTCCTTA 


>gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli strain MP145 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGCCTTTCGGGGCTTAGCGGCGAATGGGTGAGTAAC 
ACGTGCCTAACGTGCCTCTTAGATTGGAATAACGATTAGAAATGATCGCTAATGCCGGATACTTATTAGT 
TTCACATGAAACTAATATAAAAGGAGCGTTTGCTCCACTAAGAGATCGGGGTGCGTAACATTAGTTTGTT 
GGTGGGGTAATGGCTCACCAAGACGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATGGA 
GCGACACAGCGTGCAGGAAGACGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAGTAGTGCA 
GGAAATGGCATTACCTTGACGGTACCTTATCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAA 
TACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGAC 
GTTAAAACTTGGAGCTCAACTCCAAATTGCGTTGGATACTGGCAAGCTAGAGTTATGTAGAGGTAAGCGG 
AATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACATCAATTGGCGAAGGCAGCTTACTGGG 
CATATACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGATGATTAGCTGATGGGAACCATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAGTAGTAT 
GCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTG 
AAGATACGCGAAGAACCTTACCCTCTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTGGAGGTTAAC 
GGAAAGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCTGCAACGAGC 
GCAACCCTTATCCTTAGTTAAATATTCTAGGGAGACTGCCCGAGTAATCGGGAGGAAGGTGGGGATGACG 
TCAAATCATCATGCCTCTTACGAGAGGGGCAACACACGTGCTACAATGGGAAGTACAAAGAGACGCAATA 
CGGCGACGTTAAGCAAATCTCATAAAACTTCTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAA 
GTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGC 


CCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTCAACTACGGAGACAACTGCCTAAGGCA 
GGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|228715897|ref|NR_027542.1| Thermotoga lettingae strain TMO 16S ribosomal RNA, partial sequence 
GTTTGATTCTCGCTCAGGGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGCGCGGGGAAACCTTCG 
GGGGGAGTACCAGCGGCGCACGGGTGAGTAACACGTGGGTAACCTACCCCTCAGTGGGGGATAACCGGGG 
GAAACTCCGGCTAATACCCCATATTATCCGGTGACGACAGTTGCTGGATGAAAGGAGTGTTTTCTTCGCT 
GAGGGATGGGCCCGCGGCCCATCAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCG 
ACCTGAGAGGGTGACCGGCCACAAGGGCACTGAGACACGGGCCCTACTCCTACGGGAGGCAGCAGTGGGG 
AATTTTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGGGACGAAGCCTTCGGGGTGTAAAC 
CTCTGTTGTGAGGGACGAATAAGATCTGGAGGAAATGCCAGATCGATGACGGTACCTCACGAGAAAGCCC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTACCCGGATTCACTGGGCGTAA 
AGGGGGCGCAGGCGATCCAGTATGTCGGGTGTGAAATCCCACAGCTCAACTGTGGAATTGCGCCCGAAAC 
TACTGGGTTTGGGGCTGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCCGTAGATATCAGCAG 
GAACGCCGGTGGGGAAGCCGGTCTCCTGGGCCAAGCCCGACGCTGAGGCCCGAAAGCTAGGGGAGCAAAC 
CGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGAGTCATTCCTCCGTG 
CTGTAGCTAACGCGTTAAGTGGGCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGGCG 
GGACCCCGCACAAGCGGTGGAGCGTGTGGTTTAATTGGATGCTAAGCCAAGAACCTTACCAGGGCTTGAC 
ATGCAGGTGGTACCAACCCGAAAGGGAAGGGACCCTTTCCTTTTGGAAAGGGAGCCTGCACAGGTGGTGC 
ACGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAG 
TTGCCAGCGGTTCGGCCGGGCACTCTAAGGGGACCGCCGGCGACGAGCCGGAGGAAGGAGGGGACGACGT 
CAGGTACTCGTGCCCTTTATGCCCTGGGCTACACACGCGCTACAATGGGTGGTACAGTGGGTCGCGACCT 
CGCGAGAGGGAGCCAATCCCCAAAACCATCCTCAGTTCAGATCGCAGGCTGCAACCCGCCTGCGTGAAGC 
CGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGGTTTGCACACACCGCCC 
GTCAAGCCACCCGAGTCGGGGGCACCTGAAGACGCCTATCCTAACCCGAAAGGGAGGGAAGGTGTTGAAG 
GTGAATCTGGCGAAGGGGGCTAAGTCGTAACAAGGTAACCGTA 


>gi|228715882|ref|NR_027541.1| Marinitoga piezophila strain KA3 16S ribosomal RNA, partial sequence 
AGGGTTTGATCCTGGCTCAGGGCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGGAGGCAG 
CCTTCGGGCTGTAGTACTAGTGGCGAACGGGTGAGTAACGCGTAGGAAGGTGTCCTCCAGACCGGGACAA 
CCACTGGAAACGGTGGCTAATACCGGATGAGCCCGAGAGGGGAAAGCGAGCTAAGGCTTGGCTGGAGGAG 
CTGCCTGCGACCCATCAGGTAGTTGGTAGGGTAAAGGCCTACCAAGCCGACGACGGGTAGCCGGCGTGAG 
AGCGTGGCCGGCCACAGGGGCACTGAGACACGGGTCCCACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGGGGAACCCTGATCCAGCGACGCCGCGTGGAGGAAGAAGTCCTTCGGGACGTAAACTCCTGA 
ACTTACCGAACAATAAGGATGGTAGGGAATGGCCATCTGATGAGGGTAGGTAAGGAAAAGCCCCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGCCCGGAATCACTGGGCGTAAAGGGGGT 
GTAGGCGGTCTAATAAGTCAGATGTAAAAGGCCCTGGCTCAACCAGGGAAATGCGTCTGAAACTGTTAGA 
CTTGAGGTTGCTAGAGGGAGACGGAATTACCTGTGTAGCGGTGAAATGCGTAGATACAGGTAAGAAGGCC 
GGTGGTGAAGACGGTCTCCTGGGGCAAACCTGACGCTGAGGCCCGAAAGC TAGGGGAGCAAACCGGATTA 
GATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGAGCGGTAGTACCGTTCGTGCTGAAGC 
TAAGGCGATAAGTGGGCCGCCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGTGGAGCGTGTGGTTTAATTCGAAGCTAAGCGAAGGACCTTACCAGGGCTTGACATATAGG 
TGGTACTCTGCAGAGATGCAGGGGACCCGGTACTTCGGTACCGGGAGCCTATACAGGTGGTGCACGGCCG 
TCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCGTTAGTTGCCAG 
CACTTAGGGTGGGAACGCTAACGGGACAGCCGCCGACCTAGCGGAGGAAGGAGGGGATGACCGTCAGGTG 
AATCGTGCCCCTTATGTCCTGGGCAGACACACGCGCTACAATGGTAGGGACAGAGGGCAGCGAGGCCGAG 
AGGTGGAGCGAATCCCAGAAACCCTACCCCAGTTCAGATTGCAGTCTGAAACCCGACTGCATGAAGCCGG 
AATCGCTAGTAATCGCAGGTCAGCCACACTGCGGTGAATACGTTCCCGGGTTTTGTACACACCGCCCGTC 
AAGCCACCCCAGTTGGAAACGCCCCAAGATGGTGAGGCTAACC 


>gi|228715764|ref|NR_027539.1| Methylobacterium nodulans strain ORS 2060 16S ribosomal RNA, partial 
sequence 
GAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGCCCTGCGGGGTCAGCGGCAGACGGGTGAGT 
AACGCGTGGGAACGTGCCCTTCGGTTCGGAACAACCCTGGGAAACTAGGGCTAATACCGGATACGTCCGC 
AAGGAGAAAGGCTTGACTGCCGAAGGATCGGCCCGCGTCTGATTAGCTGGTTGGTGGGGTAACGGCTCAC 
CAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGACGGCCTTAGGGTTGTAAAGCTCTTTTCTTCGGGACGATAATGACGGTACCGGAGGAATAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGG 
GCGCGTAGGCGGCTCGCCAAGTCGGGGGTGAAAGCCCGTGGCTCAACCACGGAATGGCCTTCGATACTGG 
CGGGCTTGAGACCGGAAGAGGACAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAA 
CACCAGTGGCGAAGGCGGCTGTCTGGTCCGGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATGCTAGCCGTTGGGGTGCATGCACCTCAGTGGC 
GCCGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCATCCCTTGACAT 
GGCAGGCTACGTGGAGAGATTCACGGTTCCCTTCGGGGACCTGCACACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCATTGA 
GTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGG 
CCCTTACGGGATGGGC TACACACGTGCTACAATGGCGGTGACAATGGGAAGCGAAGGGGCGACCTGGAGC 
AAATCCCCAAAAGCCGTCTCAGTTCAGATTGCACTCTGCAACTCGAGTGCATGAAGGCGGAATCGCTAGT 
AATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGTCTTACCCGACGGCGCTGCGCCAACCGCGAGGGGGCAGGCGACCACGGTAGGGTCAGCGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTG 


>gi|228715357|ref|NR_027529.1| Gemmatimonas aurantiaca strain T-27 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCACGGGGGCCCGCAAGGGTAACCGGCGAACGGGTG 
CGTAACACGTGAACAATCTGCCTAGATGTGGGGGATAGCCGGCCCAACGGCCGGGTAATACCGCATACGC 
TCTTCGGGTGGCATCACTTGAAGAGGAAACCTCCGGGGCATCTAGAGGAGTTCGCGGCCTATCAGCTAGT 
TGGTGGGGTAACGGCCTACCAAGGCAATGACGGGTAGCTGGTCTGAGAGGATGGCCAGCCACATTGGGAC 
TGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGCCGAAAGGCTGACGC 
AGCGACGCCGCGTGGGGGATGAAGCATTTCGGTGTGTAAACCCCTGTTGCCCGGGACGAACAAGCGATTT 
TGATCGCTCTGACGGTACCGGGTGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGTGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGTCTGCTAAGCGTGTGGTGAAAG 
CTCGGGGCTCAACCCCGAGTCTGCCATGCGAACTGGTGGACTAGAGCACTGTAGAGGCAGGTGGAATTCC 
GGGTGTAGCGGTGGAATGCGTAGAGATCCGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGGCAGTAGC 
TGACGCTGAGGCGCGATAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GGGGACTAGGTGCTTGGGGGAGCGACCCCTCGAGTGCCGGCGCTAACGCATTAAGTCCCCCGCCTGGGGA 
GTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGACGCAACGCGAAGAACCTTACCCAGGCTTGACATGTACGAGAAAGCCTCTGGAAACAGGGGCCCCT 
CTTCGGAGCTCGTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGCCCTTAGTTACCAGCGAGTAAAGTCGGGGACTCTAGGGGGACTGCCGGTGC 
CAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGTCCTTACGTCTGGGGCTACACACGTGCTAC 
AATGGCCGGTACAGAGGGCTGCGAAAGAGCAATCTGGAGCCAATCCCTAAAGCCGGCCTCAGTTCGGATT 
GTCGTCTGCAACTCGACGGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCGACGCCGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGAAGCTGTGAGCGCCCGAAGTCGGTGCAGGAA 
CCCGCAAGGGGCCAAGCCGCCTAAGGCGAGCGCAGTGACTGGGGCG 


>gi|228715353|ref|NR_027525.1| Sphingomonas wittichii RW1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAAGGCTTCG 
GCCTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTACGGAATAACTCACCGAAAGGT 
GTGCTAATACCGTATGATGACGTAAGTCCAAAGATTTATCGCCTGAGGATGAGCCCGCGTTGGATTAGCT 
AGTTGGTGGGGTAAAGGCCTACCAAGGCGCCGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGA 
TCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGAAGATAATGACT 
GTACCCGGGAGAATAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTG 
TTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCCGGGGCTCAAC 
CCCGGAATAGCCTTTAAGACTGCATCGCTTGAACGTCGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACGACTGTTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGT 
CCGGGCACTTGGTGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGG 
TTAAAACTCAAAGAAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAACGTTTGACATCCCTAGTATGGATCGTGGAGACACTTTCCTTCAGTTCGGCTGGCTA 
GGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCGCCTTTAGTTGCCATCATTAAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGTTGGGCTACACACGTGCTACAATGGCAACTACA 
GTGGGCAGCAATCCCGCGAGGGCGAGCTAATCTCCAAAAAGTTGTCTCAGTTCGGATTGTTCTCTGCAAC 
TCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCGAAGGCGCTGCGCTAACCGCAAGGAGGCA 
GGCGACCACGGTGGGTTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGG 
ATCACCTCCTT 


>gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. cynodontis JCM 9733 16S ribosomal RNA, partial 
sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCAGGAGCTTGCTCTTGGGAATTAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAACCTCCGGAAACGGAAGCTAA 
TACCGGATACGAACCGCGGAGGCATCTCTAGCGGTTGGAAAGAACTTCGGTCAAGGATGGACTCGCGGCC 
TATCAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGA 
AGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGCTGTGAAAAC 
CCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGAATGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGTTCTCTGGGCCGTAACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTG 
GGCGCTAGATGTGGGGACCATTCCACGGTTTCCGTGTCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACGAGAACGGGCCAGAAATGGTCAACTCTT 
TGGACACTCGTGAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTAATGGCGGGAACTCATAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAAAGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
AGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAAC 
CCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACT 


>gi|219857444|ref|NR_025032.1| Pseudoalteromonas ulvae strain UL12 16S ribosomal RNA, partial sequence 


TGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTAGGGTGGGGGACAACAG 
TTGGAAACGACTGCTAATACCGCATGATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCCTTAGATTA 
GCCCAAGTGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAG 
GATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCA 
GTAAGGAGGAAAGGTTAGTAGTTAATACCTGYTAGCTGTGACGTTACTTACAGAAGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACG 
CAGGCGGTTGATTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGTCAAC 
TAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCG 
ATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTGGGGTCCTCGGACAACTTTTTCAAAGC 
TAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATCCAGA 
GAAATCGCTAGAGATAGCTTTGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCGAGTAATGTC 
GGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCT 
TACGTGTAGGGCTACACACGTGCTACAATGGCAGGTACAGAGGGCAGCAAGCTAGCGATAGTGAGCGAAT 
CCCTTAAAGCTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAAT 
CGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGTTGCACCAGAAGTAGCTAGCTTA 


>gi|219857153|ref|NR_024781.1| Haliangium tepidum strain SMP-10 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGAGCGAACGTTAGCGGCGGGCTTAACACATGCAAGTCGAGCGAGAAAGGCGGCTTCGG 
CTGCCGAGTACAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTCAGTGGGGGACAACCACCC 
GAAAGGGTGGCTAATACCGCATACGTCATCGGGTGCTGCGGCACCGGATGGGAAAGCTAGCCTCTGCAAG 
CAAGCTGGCGCTGAAGGAGGGGCCCGCGTCGCATCAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCAAA 
GACGCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCACGCCGCGTGAGTGATGAAGGCCC 
TCGGGTCGTAAAGCTCTGTGGGGAGGGACGAAGCCTGGCGGGTGAATAGNCCGGCAGATGACGGTACCTC 
CTTAGCAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAACGTTGCTCGGAAT 
TACTGGGCGTAAAGCGCACGTAGGCGGCCTGATAAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAAG 
TGCATTCGAAACTGTTGGGCTTGAGTACGGGAGAGGGTTGCGGAATTCCCGGTGTAGAGGTGAAATTCGT 
AGATATCGGGAGGAACACCAGTGGCGAAGGCGGCAGCCTGGACCGATACTGACGCTGAGGTGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATGCAGCGGGTA 
TTGACCCCTGCTGCGTCGTAGCTAACGCGTTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTCAATTCGACGCAACGCGCAGAACC 
TTACCTGGGTTAAATCCGCCGGAATCCCCTAGAGATAGGGGAGTGCCCTTCGGGGAATCGGTGAGAAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTCTGTC 
GTCAGTTGCCAACGGGGAAGCCGGGCACTCTGACGAGACTGCCGACGTTAAGTCGGAGGAAGGTGGAGAT 
GACGTCAAGTCCTCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGAGCAGC 
GAAGCCGCGAGGTGGAGCCAATCTCAAAAAACCGGCCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCA 
TGAAGGTGGAATCGCTAGTAATCGTAGATCAGCACGCTACGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATGGGAGTCAGTTGCTCTAGAAGTCGGTGAGCTAACCAAGTGAGGCAGCCGCCTAAA 
GAGTGACTGGTAACTGGGGTGAAGTCGTAACAAGGTAA 


>gi|219857143|ref|NR_024771.1| Acetobacter cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTTTCGGCCTTAGTGGCGGACGGGTG 
AGTAACGCGTAGGAATCTATCCATGGGTGGGGGATAACTCTGGGAAACTGGAGCTAATACCGCATGACAC 
CTTAGGGTCAAAGGCGCAAGTCGCCTATGGAGGAGCCTGCGTTTGATTAGCTTGTTGGTGGGGTAATGGC 
CTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGT 
GTGAAGGAGGTTTTCGGATTGTAAAGCACTTTCGGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTA 
AAGGGCGTGTAGGCGGTTTGTACAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTGATA 
CGTGCAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGA 
AGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTAGATGTTGGGTAACTTAGTTATTCA 
GTGTCGCAGTTAACGCGTTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTT 
GTATGGGTAGGCTGTATCCAGAGATGGATATTTCCCGCAAGGGACCTACCGCACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAG 
CATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTATGCCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATGGCGAC 
ATCGTGCTGATCTCTAAAAACCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCAGCAATGGGGCGCAGCCGACCACGGTCGGGT 
CAGCGACTGGGGTG 


>gi|219846657|ref|NR_026249.1| Sphingobium chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial 
sequence 

AACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAGACCTTCGGGTCTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACATCGGGAAACTGATGCTAATACCGGATGATGA 
CGTAAGTCCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAAAGGCTC 


ACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTAGGGAATATTGGACAATGGGYGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCGATTTAAGTCAGGGGTGAAAGCCCGGTGCTCAACACCGGAACTGCCCTTGAGACT 
GGATTGCTTGAATCACGGAGAGGTGGGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGGCCCACTGGACGTGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGCTGGGGTGCATGGCATTTCAGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACGTTTGA 
CATCCCTATCGCGGTTAGTGGAGACACTTTCCTTCAGTTCGGCTGGATAGGTGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCA 
TCATTTAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTACGCGTTGGGCTACACACGTGCTACAATGGCGACTACAGTGGGCAGCCACTCCGCGAGG 
AGGAGCTAATCTCCAAAAGTCGTCTCAGTTCGGATCGTTCTCTGCAACTCGAGAGCGTGAAGGCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTTGGATTCACTCGAAGGCGTTGAGC TAACCGCAAGGAGGCAGGCGACCACAGTGGGTTTAGCG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|224581401|ref|NR_024719.1| Clostridium hylemonae strain TN-272 16S 
AGGATGAACGCTGCCGCCGTGCTTAACACATGCAAGTCGAACGAAGCAATACTGTGTGAAGAGATTAGCT 
TGCTAAGATCAGAACTTTGTATTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCTTACA 
CAGGGGGATAACAGCTAGAAATGGCTGCTAATACCGCATAAGACCTCAGTACCGCATGGTAGAGGGGTAA 
AAACTCCGGTGGTGTAAGATGGGCCCGCGTCTGATTAGGTAGTTGGTAGGGTAACGGCCTACCAAGCCGA 
CGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGACTGAGACACGGCCCAAACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTATT 
TCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGA 
CGGCATGGCAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTCAGGCTAGA 
GTGTCGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG 
CGAAGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGATTACTAGGTGTCGGGAAGCAAAGCTTTTCGGTGCCGCAGCCAAC 
GCAATAAGTAATCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGATCTTGACATCCCGGTGAC 
AAAGTATGTAACGTACTCTTTCTTCGGAACACCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGGCGCAACCCTTATCTTTAGTAGCCAGCATTTGAGGTGGGCAC 
TCTAGAGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGAC 
CAGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCGACCCTGTGAAGGCAAGCAAATCCCAAA 
AATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAA 
TCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGGTCAGTAACG 
CCCGAAGCCGGTGACCTAACCGCAAAGGAGGAGCCGTCGAAGGTG 


ribosomal RNA, partial sequence 


>gi|224581432|ref|NR_027214.1| Streptococcus pseudopneumoniae strain 108 16S ribosomal RNA, partial 


sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAAGGAGGAGCTTGCTTCTCTGGATGA 
GTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCGGGGGATAACTATTGGAAACGATAGCT 
AATACCGCATAAGAGTAGATGTTGCATGACATTTGCTTAAAAGGTGCAAATGCATCACTACCAGATGGAC 
CTGCGTTGTATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGG 
TGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCA 
ATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTA 
AGAGAAGAACGAGTGTGAGAGTGGAAAGTTCACACTGTGACGGTATCTTACCAGAAAGGGACGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGC 
AGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTAGGCTTTGGAAACTGTTTAACTT 
GAGTGCAAGAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT 
GGCGAAAGCGGCTCTCTGGCTTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGACCCTTTCCGGGGTTTAGTGCCGTAGC 
TAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTC 
TGACCGCTCTAGAGATAGAGCTTTCCTTCGGGACAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTCAGTTGG 
GCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCT 
CTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCG 
CGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTG 
TAACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTG 


>gi|224581450|ref|NR_027234.1| Algicola sagamiensis strain B-10-31 16S 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAAGAGGAGCTTGCTCCTTTGGCG 
TCGAGCGGCGGACGGGTGAGTAATGCTTGGGGATCTGCCTTAAGGTGGGGGATAACTACTGGAAACGGTA 
GCTAATACCGCATGATNGCTACGGCTCAAAGTGGGGGCTCTTCGGACCTCACGCCTTAAGATGAACCCAA 
GTGAGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGGTTTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGG 


ribosomal RNA, partial sequence 


AGGAAAGGGTGTGAGTGAATACCTTACATCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCG 
GTTAATTAAGCTAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTAGAACTGGTTGACTAGAGT 
ACGAGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGCTCGATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCTACTAGCTGTTCGTTCTGTTAAGGAGTGAGTGGCGCAGCTAACG 
CACTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCTGAGAAGG 
TCTTAGAGATAGGACTGTGCCTTCGGGAGCTCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTAAAGGTGGGAA 
CTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGG 
GATGGGCTACACACGTGCTACAATGGCAAGTACAAAGGGCAGCGAGACCGCGAGGTGGAGCGAATCCCAT 
AAAGCTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAG 
ATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTG 
CACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTC 
GTAACAAGGTAGCCCTAGGGGAACCTGG 


>gi|224581449|ref|NR_027233.1| Sphingobium cloacae strain S-3 16S ribosomal RNA, partial sequence 
TGGCTCAGAACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAGATCTTCGGATCTAGTGGCG 
CACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACATCGGGAAACTGATGCTAATACCG 
GATGATGACGAAAGTCCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGGGGT 
AAAGGCTCACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCC 
GCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAA 
TAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTG 
GGCGTAAAGCGCACGTAGGCGGCGATTTAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAATAGCCT 
TTGAGACTGGATTGCTTGAATCCGGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATA 
TTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACCGGCATTGACGCTGAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGCTGGGGCTCATGGA 
GTTTCGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAG 
GAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
ACGTTTGACATCCCTAGTATGGTTACCAGAGATGGTTTCCTTCAGTTCGGCTGGCTAGGTGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTT 
AGTTGCCATCATTTAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACG 
TCAAGTCCTCATGGCCCTTACGCGTTGGGCTGCACACGTGCTACAATGGCGACTAACAGTGGGCAGCGAC 
CTCGCGAGGGGAAGCTAATCTCCAAAAGTCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAA 
GGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTTGGATTCACTCGAAGGCGTTGAGCTAACCGCAAGGAGGCAGGCGACCACAGTG 
GGTTTAGCGACTGGGGT 


>gi|224581448|ref|NR_027230.1| Pseudomonas marginalis strain LMG 2210 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGC 
GGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAAT 
ACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGA 
TTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAA 
GCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAG 
GGCCATTACCTAATACGTGATGGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCA 
GCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGT 
TAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTA 
GAGGTGGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCG 
ACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAA 
GTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAG 
AGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTGATGGTGGCACTCTAAG 
GAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGC 
TACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCG 
ATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAA 
TGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGA 
AGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCAATGACTGGGTGAAGTCGTAACAA 
GGTAGCCGTAGGGGAACCTGC 


>gi|224581447|ref|NR_027229.1| Saccharomonospora glauca strain K62 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCCAGCTTGCTGGGTGG 
ATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCCGTACTCCGGGATAAGCCCGGGAAACTGG 
GTCTAATACCGGATAGGACACGCTATCGCATGGTGGTGTGTGGAAAGCTCCGGCGGTACGGGATGAGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCGCCCG 
GGACGAAGCGTAAGTGACGGTACCGGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCACGTCTGCCGT 


GAAAACCTGCGGCTTAACCGTGGGCGTGCGGTGGATACGGGCATCACTTGAGTTCGGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC 
CGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGTTGGGCGCTAGGTGTGGGGTGCTGTTCACGTGTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGT 
GGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGATCGGCGTAGAGATACGT 
CTTCCCTTGTGGCTGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCGTGGGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATG 
CTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTGAAAGCCGGTCTCAGTTC 
GGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGG 
CCCAACCCCTTGTGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGC 
CGTACCGGAAGGTGCGGCTG 


>gi|224581446|ref|NR_027228.1| Helcococcus ovis strain s840-96-2 16S ribosomal RNA, partial sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTTGAACGAGAATTTTTTAATTAATTTCT 
TCGGGAAGAGATTAAAGAAGGAAAGTAGCGAACGGGTGAGTAACACGTGAGAAACCTGCCTTTCACAAAG 
GGATAGCCTCGGGAAACCGGGATTAATACCTTATGACACTTAGATATCGCATGATAATTAAGTTAAAGAA 
TTTCGGTGAAAGATGGTCTCGCGTCTGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCA 
GTAGCCGGATTGAGAGGTTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATTTTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAACGATGAAGGTCTTCGGA 
TTGTAAAGTTCTGTCCTTAGTGAAGATAATGACTGTAACTAAGAAGCAAGCCCTGGCTAAATACGTGCCA 
GCAGCCGCGGTAATACGTATGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTA 
ATTTAAGTCTGAATTTAAAGGCTGTGGCTCAACCATAGTAAGGTTCAGATACTGGATTACTTGAGTAGAT 
GAGGGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCTGTGGCGAAGG 
CGACTTTCTGGAATCTAACTGACGCTGAGGTACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCAGTAAACGATGAGTGCTAGTTGTCGGGAGTCAAATCTCGGTGACGCAGCTAACGCATTAAG 
CACTCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATATACAGGGATATACTAG 
AGATAGTATAGTTTCTTCGGAAACTTGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCTTTAGTTACCAGCATTTCGGATGGGGACTCTAGA 
GAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGTCTTGGGC 
TACACACGTGCTACAATGGTCTGAACAAAGCGCAGCTACCTCGTGAGAGCAAGCGAATCGCATAAAACAG 
ATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAGTTGCTAGTAATCGTGGATCAGAA 
CGCCACGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCAATACCCGA 
AGCCGTCGAGCTAACCGTTAGGA 


>gi|224581445|ref|NR_027227.1| Bacillus infernus strain TH-23 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGGGCGGACGANTGAAAGCTTG 
CTTTTGATCGTCAGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACCGGGATAACTTGC 
GGAAACGTGAGCTAATACCGGATAATCTCCTTCTTCGCATGAAGAAGGACTGAAAGACGGCGCAAGCTGT 
CACTTACAGATGGGCCCGCGGCGCATTAGCTGGTTGGTGAGGTAACGGC TCACCAAGGCGACGATGCGTA 
GCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
AGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCG 
TAAAGCTCTGTTGTCAGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTTGACGGTACCTGACCAGAA 
AGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGG 
CGTAAAGCGCGCGCAGGCGGTCCCTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTG 
GAAACTGGGGGACTTGAGTGCAGAAGAGAAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATG 
TGGAGGAACACCAGTGGCGAAGGCGGCTCTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCC 
CTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAG 
GTCTTGACATCCTCTGACCATCCTGGAGACAGGACCTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGAGATTAGT 
TGCCAGCATTCAGTTGGGCACTCTAATCTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCA 
AATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAATGGGCTGCGAAACCG 
CGAGGTGGAGCGAATCCCACAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCC 
GGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTNGTNCACACCGCCCGT 
CACACCACGAGAGTTTGTCACANCCGAAGTCGGTGAGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGAA 
CAGATGATTGGNGTGAAGTCGTAACAAGGTAGCCGTAT 


>gi|224581444|ref|NR_027226.1| Arthrobacter psychrophenolicus strain AG31 16S ribosomal RNA, partial 
sequence 
CTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACCCCCAGCTTGCTGGGGGGA 
TTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTTCGGGATAAGCCTGGGAAACTGGG 
TCTAATACCGGATATGCACCGTGGACCGCATGGTCCTTGGTGGAAAGACTTGTTGGTCAGGGATGGACTC 
GCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAG 
GGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTATCGT 
GAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGA 


ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCA 
TTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAA 
ACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCG 
GATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCAGACCGCCGTGGAAACACGGT 
TTCCCCTTTGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGATAATGCCGGGGACTCATGGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCAT 
GCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTT 
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTG 
GCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAG 
CCGTACCGGAAGGTGCGGCTGGATCACCTCC 


>gi|224581443|ref|NR_027225.1| Psychrobacter maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGATAGCTT 
GCTATCAGGCGTCGAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCG 
GGGAAACTCGAATTAATACCGCATACGACCTACGGGAGAAAGGGGGCAACTTGTTGCTCTCGCTATTAGA 
TGAGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGA 
GAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTT 
TAAGCAGTGAAGAAGACTCCGTGGTTAATACCCACGGACGATGACATTAGCTGCAGAATAAGCACCGGCT 
AACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGA 
GCGTAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGTTA 
GGCTAGAATAGGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATA 
CCGATGGCGAAGGCAGCCTTCTGGCATCATATTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACG 
CAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATA 
TCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTA 
AGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGG 
CCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGC 
GAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAG 
TAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTTGATTGCACCAGAAGTGGATAGCCTAACCGTAAGGAAGGCGTTCACCACGGTGTGGTTGATGACTGG 
GGTGAA 


>gi|224581442|ref|NR_027224.1| Thauera phenylacetica strain B4P 16S ribosomal RNA, partial sequence 
CCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCT 
GCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCATGTCGTGGGGGATAACGTAGCGAAA 
GCTACGCTAATACCGCATACGCCCTGAGGGGGAAAGCGGGGGATTCTTCGGAACCTCGCGCGATTGGAGC 
GGCCGATGTCGGATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCCGTAGCGGGTCTGAGA 
GGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGG 
ACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTC 
GGCCGGGAAGAAATCGTGTTCTCTAACATAGGACATGGATGACGGTACCGGACTAAGAAGCACCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGC 
GCAGGCGGTTTTGTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTTGTGACTGCAAGG 
CTAGAGTACGGCAGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACC 
GATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGC 
AGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGT 
CTGGAACCTTGCTGAGAGGCGAGGGTGCCTTCGGGAGCCAGAACACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCACTAGTTGCCATCATTTAGT 
TGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAA 
TCCCTTAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAA 
TCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGT 
GGGTTTCACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGT 
GAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGA 


>gi|224581441|ref|NR_027223.1| Streptomyces violaceolatus strain DSM 40438 16S ribosomal RNA, partial 
sequence 
TCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGG 
GATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGG 
GGTCTAATACCGGATACTGACCCTTGCAGGCATCTGCGAGGTTCGAAAGCTCCGGCGGTGAAGGATGAGC 
CCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGG 
CGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGC 
AGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTT 
GTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCG 


GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGG 
CCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
TGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATCAGAGATGGT 
GCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAAGCCCTTCGGGGTGTTGGGGACTCACGGGA 
GACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTG 
CACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCGGT 
CTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATT 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAA 
GCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAAC 
AAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|224581440|ref|NR_027222.1| Streptomyces coelescens strain AS 4.1594 16S ribosomal RNA, partial 
sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCG 
GTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGA 
AACGGGGTCTAATACCGGATACTGACCCTCGCAGGCATCTGCGAGGTTCGAAAGCTCCGGCGGTGAAGGA 
TGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGT 
CGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGA 
GATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCT 
CTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATCAGAG 
ATGGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAAGCCCTTCGGGGTGTTGGGGACTCA 
CGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTG 
GGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAG 
CCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTC 
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|224581439|ref|NR_027221.1| Lysobacter antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCANAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGAGGAGC 
TTGCTCCTTGGGTGGCGAGTGGCGGACGGGTGAGGAATACGTCGGAATCTGCCTATTTGTGGGGGATAAC 
GTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGCTTCGCGCAGA 
TAGATGAGCCGACGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGT 
CTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGC 
ACTTTTGTCCGGAAAGAAAAGCTTCGGGTTAATACCCCGAGGTCATGACGGTACCGGAAGAATAAGCACC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAA 
GCGTGCGTAGGTGGTTTGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCATTGGAAACT 
GGCTTACTAGAGTGCGGTAGAGGGTAGTGGAATTCCCGGTGTAGCAGTGAAATGCGTAGATATCGGGAGG 
AACATCTGTGGCGAAGGCGACTACCTGGACCAGCACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGAGCAACTTGGCTCTCAG 
TATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGAAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTG 
ACATCCACGGAACTTTCCAGAGATGGATTGGTGCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCAC 
GTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGC TGCAAACCCGCGAGGGC 
AAGCCAATCCCAGAAACCCTATCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCG 
CTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATG 
ACTGGGGTGAAGTCGTAACAAGGTA 


>gi|224581435|ref|NR_027217.1| Phocoenobacter uteri strain M1063U/93 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGAAGAAAGCTTGCTTTCTTTGC 
TGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTTATGGAGGGGGATAACTACGGGAAACTG 
TAGCTAATACCGCGTAATATCTTCGGATTAAAGTGTGGGACCTTCGGGCCACATGCCATAAGATGAGCCC 
AAGTGAGATTAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCTGACGATCTCTAGCTGGTTTGAGAGGATG 
ACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCTTTCGGGTTGTAAAGTTCTTTCAGCGA 
TGAGGAAGGTGCTATATCTAATAGGTGTAGCAATTGACGTTAGTCGCAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGG 
CGGTTGTCTAAGTCAGATGTGAAAGCCCCGAGCTGAACTTGGGAATTGCATTTGAGACTGGGCGACTAGA 


GTCCTCTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGG 
CGAAGGCAGCCCCTTGGAGAGAGACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGGGGTTGGGCTTTAAGCTTGGCGCCCGTAGCTAACG 
TGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCATAGAAGA 
GCTCAGAGATGAGCTTGTGCCTTCGGGAACTATGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCTAGCAGGTAATGCTGAGAA 
CTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCGGCGAACCTGCGAGGGTGAGCGAATCTCAG 
AAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGA 
ATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
TACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTATGATTCATGACTGGGGTGAAGTC 
GTAACAAGGTAACCGTAGGGGAACC 


>gi|224581434|ref|NR_027216.1| Leptospirillum ferrooxidans strain L15 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCCGACGTGAAAGGGGAGCAATCCCCCGGTAGGGTG 
GCANACGGGTGAGTAATACATGGGTGATCTACCTTAGGGATGGGGATATCCTTCCGAAAGGAGGGGCAAT 
ACCGAATATTGTCCGGAGCCGTGAAGGGTTCCGGGGAAAGGGAGGCCTCTGATACAAGCTTTCGCCTTAA 
GATGAGCCCATGGCCCATCAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCTACGACGGGTCGCTGGTCT 
GAGAGGACGACCAGCCACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGAATA 
TTGCNCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGTGGGAAGAAGGCCTTCGGGTCGTAAACCAC 
TTTTGCACGGGACGAAAAAGGGATATCGAACAAATATCCCCGATGACGGTACCGTGAGAATAAGCCACGG 
CTAACTCTGTGCCAGCAGCCGCGGTAAGACAGAGGTGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGA 
GTCTGTAGGTGGTTTGTCAAGTCTTTGGTGAAAGGCCGTAGCTTAACTATGGGAATGCCAAAGAGACTGG 
CAGGCTGGAGGCTGGGAGAGGGAAGCGGAATTTCTGGTGTAGCGGTGAAATGCGTAGATATCAGAAGGAA 
GGCCGGTGGCGAAGGCGGCTTCCTGGAACAGTCCTGACACTGAGAGACGAAAGCGTGGGGAGCACACAGG 
ATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGGTACTANGTGTGGAGGGGTTAAACCCTCCGTGCC 
GCAGCAAACGCAGTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGTGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCTAGGCTTGACAT 
GTGGTGAGTAGCGAACCGAAAGGGGAGCGACCCGTCAAATCGGGCCATCACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGCCGTGAGGTGTTGGGTTCAGTCCCGCAACGAGCGCAACCCTCGCCCTTTGTTGCCATC 
GGGTAAAGCCGGGCACTCTAAGGGGACTGCCAGCGACAAGTTGGAGGAAGGAGAGGATGACGTCAAGTCA 
TCATGGCCTTTATGCCTAGGGCCACACACGTGCAACAATGGCCGGTACAGACGGAGGCAATGCCGAGAGG 
CGGAGCAAACCCGAGAAAACCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAAT 
CGCTAGTAATCGCATATCAGAACGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGAAAGTTTGTTGTACCCGAAGTCGGTGCCTTAACCTCGCAAGAGGAGAGAGCCGCCCAAGGTATGGC 
CGATGATTGGCGTG 


>gi|224581433|ref|NR_027215.1| Staphylococcus felis strain GD521 16S ribosomal RNA, partial sequence 
AGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTGAAGAGGAGCTTGCTCCTTTGAC 
GTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGAATAACTCCGGGAAACCGG 
GGCTAATGCCGGATAATATGTTGAACCGCATGGTTCAACAGTGAAAGACGGTTTTGCTGTCACTTATAGA 
TGGACCCGCGCCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGA 
GAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTT 
CCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAGCTCTG 
TTGTTAGGGAAGAACAAATGTGTAAGTAACTGTGCACATCTTGACGGTACCTAACCAGAAAGCCACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGC 
GCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAA 
AACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACA 
CCAGTGGCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCT 
GCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACAT 
CCTTTGACCGCTCTAGAGATAGAGTTTTCCTCTTCGGAGGACAAAGTGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATT 
AAGTTGGGCACTCTAGGCTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCGAAACCGTGAGGTCAAG 
CCAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTA 
GTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGA 
GAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTGGAGCTAGCCGTCGAAGGTGGGACAAATGATTG 
GGGTG 


>gi|224581431|ref|NR_027213.1| Paenibacillus antarcticus strain 20CM 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGGAGTTGTTTTGGAAGCTTGCTTCCAAAAC 
AACTTAGCGGCGGACGGGTGAGTAACACGTAGGTAACCTGCCTATAAGACTGGGATAACTACCGGAAACG 
GTAGCTAATACCGGATAATTTGTTTCTTCTCATGAAGAGGCACTGAAAGGCGGAGTAATCTGCCACTTAT 
AGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACC 
TGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
CTTCCGCAATGGACGAAAGTCTGACGGAGCAATGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCT 
CTGTTGCCAGGGAAGAAYGCTTGGGAGAGTAACTGCTCTCAAGGTGACGGTACCTGAGAAGAAAGCCCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
CGCGCGCAGGCGGTCATTTAAGTCTGGTGTTTAATCCCGGGGCTCAACCCCGGGTCGCACTGGAAACTGG 
ATGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAA 


CACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTG 
CCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGAC 
ATCCCTCTGAATCCACTAGAGATAGTGGCGGCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATATTTAGTTGCCAGCACA 
TTATGGTGGGCACTCTAGATAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGCTGCGAAATCGCGAGATGG 
AGCCAATCCCAACAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACCCGCCTGCATGAAGTCGGAATTG 
CTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCA 
CGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGGTAGAT 
GATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|224581430|ref|NR_027212.1| Oceanithermus profundus strain 506 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGTGCGAAGCTTGCCCGGAGTCTTC 
GGACACTGGGTAAGCTTAGCGGCGGACGGGTGCGTAACACGTAGGTGACCTACCCGGAAGACGGGGACAA 
CCCGGGGAAACCCGGGCTAATCCCCGATGTGGACCCGCCCCTTGGGGCGTGTCTAAAGGGCTTCGGCCGC 
TTCCGGATGGGCCTGCGGCCCATCAGCTTGTTGGTGAGGTAAAAGCTCACCAAGGCGACGACGGGTAGCC 
GGTCTGAGAGGATGGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCTTACGGGAGGCAGCAGTTAG 
GAATCTTCCGCAATGGACGCAAGTCTGACGGAGCGACGCCGCTTGCGGGATGAAGCCCTTCGGGGTGTAA 
ACCGCTGAACAGGGGACGAAAACCCCGCAAGGGGAATGACGGTACCCTGCTAATAGCACCGGCCAACTCC 
GTGCCAGCAGCCGCGGTAACACGGAGGGTGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAG 
GCGGCCCGTTAAGTCCGGTGTCAAAGCCCACGGCTCAACCGTGGAAAGGCGCCGGATACTGGCGGGCTAG 
ACGGACGGAGGGGGTAGCGGAATTCCCGGAGTAGCGGTGAAATGCGTAGATACCGGGAGGAACGCCGATA 
GCGAAGGCAGCTACCTGGACGTCCCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATA 
CCCGGGTAGTCCACGCCCTAAACGATGAGTGCTGGGTGTCGGGCTTTGGCTCGGCGCCGTAGCTAACGCG 
TTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCCGGGAACCCC 
CTGGAAACAGGGGGGTGCCCTTCGGGGAGCCCGGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGCTAGTTGCCAGCGGTTCGGCCGGGCAC 
TCTAGCGAGACTGCCCGGGAAACCGGGAGGAAGGCGGGGATGACGTCTGGTCAGCATGGCCCTTACGGCC 
TGGGCGACACACGTGCTACAATGGCCGGCCCAAAGCGCAGCGACCCGGCGACGGGAAGCGAATCGCAAAA 
AGCCGGTCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGGCGGAATCGCTAGTAATCGCGGAT 
CAGCCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGTGGGTTCC 
ACCTGAAGTCGCCGGGAGCCCGTCAGTGGGCAGGCGCCGAGGGTGGGGCTCATGACTGGGGCTAAGTCGT 
AACAAGGTAGCTGTACCGGAAGGTGCGG 


>gi|224581429|ref|NR_027211.1| Thauera aminoaromatica strain S2 16S ribosomal RNA, partial sequence 
ATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGC 
CTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCATGTCGTGGGGGATAACGTAGCGA 
AAGCTACGCTAATACCGCATACGCCCTGAGGGGGAAAGCGGGGGATCTTCGGACCTCGCGCGATTGGAGC 
GGCCGATGTCGGATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCCGTAGCGGGTCTGAGA 
GGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGG 
ACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTC 
GGCCGGGAAGAAATCGTGGTCTCTAACATAGGCCATGGATGACGGTACCGGACTAAGAAGCACCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGC 
GCAGGCGGTTTTGTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTTGTGACTGCAAGG 
CTAGAGTACGGCAGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACC 
GATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGC 
AGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGT 
CTGGAACCTTGCTGAGAGGCGAGGGTGCCTTCGGGAGCCAGAACACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCACTAGTTGCCATCATTTGGT 
TGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAA 
TCCCTTAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAA 
TCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGT 
GGGTTTCACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGT 
GAAGTCGTAACAAGGTAGCCGTATCG 


>gi|224581428|ref|NR_027210.1| Lentzea violacea strain LM 036 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCC 
TTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCT 
TGGAAACGAGGTCTAATACCGGATACGACACTGGATCGCATGATCTGGTGTGGAAAGTTCCGGCGGTACA 
GGATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCC TACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTC 
GCGTCGGCCGTGAAAACTTGGGCTTAACTCCAAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGG 
TCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 


CACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGGCTTCCACGCCCTCTGTGCCGCAGCTAACGCATTAAG 
CACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGGACTAGAAAGCTCTAG 
AGATAGAGCCTCCCTTGTGGCTGGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTGGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACACATGCTACAATGGCCGGTACAAAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCATAAAGCCGGT 
CTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAA 
GCCCGTGGCTCAACCCGCAAGGGGAGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAA 
GGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|224581427|ref|NR_027209.1| Filobacillus milosensis strain SH714 16S ribosomal RNA, partial sequence 
GCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAGACTGAATCCTTCGGGAGGACGTCTGT 
GGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAAC 
CGGGGCTAATACCGGATAACACATCGGTTCGCATGAACCGATGATGAAAGATGGCTTCTTGCTATCACTT 
ACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCAACGATGCGTAGCCGA 
CCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATCATCCGCAATGGACGAAAGTCTGACGGTGCAACGCCGCGTGAGTGAGGAAGGTCTTCGGATCGTAAAG 
CTCTGTTGTTAGGGAAGAACAAGTCCCGTTCGAATAGGACGGGGCCTTGACGGTACCTAACCAGAAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTA 
AAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAA 
CTGGGGAACTTGAGTACAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGA 
GGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCCACCCTTAG 
TGCTGCAGTTAACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTG 
ACATCTTTGGACCACCCTAGAGATAGGGTCTTCCCTTCGGGGACCAAATGACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCA 
TTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGACCTGGGCAACACACGTGCTACAATGGATGGTACAATGGGACGCGAAACCGCGAGGTGA 
AGCAAATCCCAAAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGC 
TAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAC 
GAGAGTTGGTAACACCCGAAGTCGGTGGAGTAACCTTTTGGAGCTAGCCGCCGAAGGTGGGACCAATGAT 
TGGGGTGAAGTCGTAACAAGG 


>gi|224581426|ref|NR_027207.1| Actinobacillus scotiae strain M2000/95/1 16S ribosomal RNA, partial 
sequence 
GATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGTACGGTAACAGGGAGGAAGCTTGCTTTCTTTG 
CTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGTTTCATGGAGGGGGATAACTGTTGGAAACG 
GCAGCTAATACCGCGTAATATCGAGAGATTAGAGGTGTGGGACCGTAAGGCCACATGCCATGAAGTGAGC 
CCAAGTGGGATTAGATAGTTGGTGAGGTAATGGCTCACCAAGTCAGCGATCTCTAGCTGGTCTGAGAGGA 
TGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGT 
GGTGAGGAAGGTTGACGTGTTAATAGCACGTTGGTTTGACGTTAGCCACAGAAGAAGCACCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCA 
GGCGGTTACTTAAGTGAGGTGTGAAAGCCCTGGGCTTAACCTAGGAATTGCATTTCATACTGGGTAGCTA 
GAGTATTTTAGGGAAGAGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAA 
GGCGAAGGCAGCTCTTTGGGGAAATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGGGGTTGGGCAATAAGCTTGGCGCCCGTAGCTAA 
CGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTAAGAA 
GAGCTCAGAGATGAGCTTGTGCCTTCGGGAGCTTAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTAGGCCAGGA 
ACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
AGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCGGCGAGCCAGCGATGGTGAGCGAATCTCA 
GAAAGTGCGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCG 
AATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GTACCAGAAGTAGATAGCTTAACCATTTTGGGGGGCGTTTACCACGGTATGATTCATGACTGGGGTGAAG 
TCGTAACAAGGTAACCGTAGGGGAACC 


>gi|224581424|ref|NR_027205.1| Thalassobacter stenotrophicus strain 5SM22 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCTTCACTTC 
GGTGAGGAGCGGCGGACGGGTTAGTAACGCGTGGGAACATACCCTTCTCTAAGGAATAGCCACTGGAAAC 
GGTGAGTAATACCTTATACGCCCTTCGGGGGAAAGATTTATCGGAGAAGGATTGGCCCGCGTTAGATTAG 
ATAGTTGGTGGGGTAATGGCCTACCAAGTCTACGATCTATAGCTGGTTTGAGAGGATGATCAGCAACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCT 
GATCTAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTCGTAAAGCTCTTTCGCCAGAGATGATAATGA 
CAGTATCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTT 
GTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACTATTAAGTTAGAGGTGAAATCCCAGGGCTCAA 
CCCTGGAACTGCCTTTAATACTGGTAGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGT 
GAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGT 


GCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCG 
TCGGGTAGCATGCTGCTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAACCCTTGACATCCTCATCGAGATTTCTGGAGACAGATTTCGTCAGTTCGGCTGGATG 
AGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGC 
AACCCACATCCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGA 
AGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAAGTAC 
AGTGAGTTAATCTCCAAAACTTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAAT 
CGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGGGTCCACCCGAAGGCCGTGCGCCAACCTGCTTGCAGGAGGCAGCGGACCACGGTGAGCT 
CAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTT 


>gi|224581423|ref|NR_027204.1| Psychrobacter arenosus strain R7 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGGAGAAGCTTGCTTCTCGCTGACGAG 
CGGCGGACGGGTGAGTAATACTTAGGAATCTGCCCAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAA 
TACCGCATACACCCTACGGGGAAAAGGGGGCTGCTTGCAGCTCTCGCTATTGGATGAGCCTAAGTCGGAT 
TAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACAATCTGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACCGGAACTGAGACACGGTCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAAC 
CCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGAAGA 
CTCTATGGTTAATACCCATAGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAG 
CCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTATT 
AAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATCTGATACTGGTGAGCTAGAGTAGGTGAG 
AGGGAGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATC TGAAGGAATACCGATGGCGAAGGCAG 
CCTCCTGGCATCATACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGTCTACTAGTCGTTGGGGAACTTGATTCCTTAGTGACGCAGCTAACGCAATAAG 
TAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGA 
GATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTAGTTACCAGCGGGTTATGCCGGGAACTCTAAG 
GATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGC 
TACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAAGCCT 
ATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAA 
TGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGA 
AGTGGGTAGCCTAACTTAGGAGGGCGCTCACCACGGTGTGGTTGATGACTGGGGTGAAGTCGTAACAAGG 
TAGCCGTAGGGGAACCTGCGG 


>gi|224581422|ref|NR_027203.1| Mogibacterium neglectum strain P9a-h 16S ribosomal RNA, partial sequence 
AGTTTGATCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGATGTTAGCG 
CATGAACCTTCGGGGGATTATGCTAACGGAAAGCGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCCC 
TGACAGAGGGATAGCCATTGGAAACGATGATTAAAACCTCATGACACCGATGAAGCACATGCTTCATCGG 
TCAAAGATTTATCGGTCAGGGATGGGCCTGCGTCTGATTAACTAGTTGGTGAGGTAACGGCTCACCAAGG 
TGACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTTCTACG 
GAAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAG 
GCCTTCGGGTTGTAAACTTCTGTTCTAAGGGAAGAAACAAATGACGGTACCTTAGGAGCAAGCCCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGT 
GCGTAGGTGGTTACCTAAGCGCAAGGTTTAATTTAGAGGCTCAACCTCTACTTGCCTTGCGAACTGGGCT 
ACTTGAGTGCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACAC 
CAGCGGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGCACTAGGTGTTGGGCCCGTTAGGCTCAGTGCCGCAG 
TTAACGCAATAAGTGCTCCGCCTGGGGAGTACGCTCGCAAGAGTAAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTG 
CTGACAGGACCTTAACCGGTCCCTTCTTCGGACAGCAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAGTTACTAACATTCAGTTGAG 
GACTCTAGCGAGACTGCCGAGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GTTCTGGGCTACACACGTGCTACAATGGTCGGTACAATGGGATGCAATACTGTGAAGTGGAGCAAATCAC 
CAAAACCGATCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCA 
GATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAAGTTGGG 
GGTGCCCAAAGTCGGTTAATTAATCTATCGCCTAAGGCAAAACCAATGACTGGGGTGAAGTCGTAACAAG 
GTAACCGT 


>gi|224581421|ref|NR_027202.1| Promicromonospora aerolata strain V-54A 16S ribosomal RNA, partial 
sequence 
ACGAACGCTGGTGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCTCAGCTTGCTGGGTGGATCAGTG 
GCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCCTACTTCGGGATAAGCCTTGGAAACGAGGTCTAAT 
ACCGGATATGAACGCTTGCCGCATGGTGGGTGTTGGAAAGTTTTTCGGTGGGGGATGGGCTCGCGGCCTA 
TCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAA 
GCCTGATGCAGCGACGCCACGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAG 
CGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGC 
GCARGCGTTGKCCGGAATTATTGGGCGTAAAGAGCTSGTASGCGGTCTGTCGCGTCTGGTGTGAAATCCC 
ATGGCTCAACTGTGGGCTTGCATCGGGTACGGGCAGACTAGAGTACTGTARGGGAGACTGGAATTCCTGG 
TGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTTACTGA 
CGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGG 


CACTAGGTGTGGGGCCAGTTCCACTGGTTCTGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATT 
CGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTACGAGAACGCCCCAGAGATGGGGTTCTCTTTG 
GACACTCGTACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATCCTATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATG 
GCCGGTACAGAGGGCTGCGATMCCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGG 
GTCTGCAACTCGACCCCGTSAAGTCGGAGTCGSTAGTAATCGCAGATCAGCMMCGCTGCGGTGAATACGT 
TCCCGGGTCCTTGTACACRCCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCTCACGG 


>gi|224581420|ref|NR_027201.1| Corynebacterium spheniscorum strain PG 39 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCTCCAACTTTGTTGGGGTACTCG 
AGTGGCGAACGGGTGAGTAACACGTGAGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAAACTGGGTC 
TAATACCGGATAGGACCATCCTTTAGTGTGTGGTGGTGGAAAGATTTTTTGGTACAGGATGAGCTCGCGG 
CCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGGACG 
GCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGAC 
GAAGCTTTTGTGACGGTACCTGTATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAA 
TTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTT 
ACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACG 
GTGGGCGCTAGGTGTGGGCTGCTTCCACGTGGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACTAGATCGCCGCAGAGATGTGGTTTCC 
CCTTGTGGGCTGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATGAGAAACTGCCGGGG 
TTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTA 
CAATGGTCGGTACAGCAGGTTGCGATACCGTGAGGTGGAGCTAATCCTTTTAAAGCCGGCCTTAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCCATGGCC 
CAACCCCTTGGGGG 


>gi|224581419|ref|NR_027200.1| Micromonospora endolithica strain AA459 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTAC 
TCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCAGGCTTTGGGATAACCCCGGGAAACCGG 
GGCTAATACCGAATATTACCTGGCTTCGCATGAGGCTTGGTGGAAAGTTTTTCGGCTTGGGATGGGCTCG 
CGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGG 
GACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGAC 
GTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTG 
AAAACCCGCAGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCG 
ATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAA 
CGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCGCAGAGATGTGAGG 
TCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTA 
CAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGA 
TCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCC 
AACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGG 


>gi|224581418|ref|NR_027199.1| Arthrobacter nitroguajacolicus strain G2-1 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCCAGCTTGCTGGG 
GGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACT 
GGGTCTAATACCGGATACGACCATCTGGCGCATGTCATGGTGGTGGAAAGCTTTTGTGGTTTTGGATGGA 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
TAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGC 
TGTGAAAGACCGGGGCTCAACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG 
GCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCG 
TAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCC 


GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAAGACCTGGAAACAG 
GTGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGC 
ATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGG 
TGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAG 
CCGTACCGGAAGGTGCGG 


>gi|224581417|ref|NR_027198.1| Oceanimonas doudoroffii strain MBIC1298 16S ribosomal RNA, partial 
sequence 
GAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAAGTAGCTTGCTACTTTTGCCGG 
CGAGCGGCGGACGGGTGAGTAATGCTTGGGGATCTGCCCGGTCGAGGGGGATAACCGTTGGAAACGACGG 
CTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGACCTTCGGGCCTTGCGCGATTGGATGAACCCAAG 
TGAGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACC 
AGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
GGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGTGA 
GGAAAGGAGGTTGGCTAATACCTGGCCTCTGTGACGTTAACCACAGAAGAAGCACCCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCCAAGCGTTAATCGGAATAACTGGGCGTAAAGCGCACGCAGGC 
GGTTTGTTAAGCCAGATGTGAAAGCCCCGGGCTCAACCCGGGAACTGCATTTGGAACTGGCAGACTAGAG 
TCTTGGAGAGGGGGGTAGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAATACCAGTGGC 
GAAGGCGGCCCCCTGGCCAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGTCAACTTGAAGTCTGTGCCATTTGAGCGCGGGTTTCGGAGCTAAC 
GCGTTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGCGAAC 
TTGGCAGAGATGCCTTGGTGCCTTCGGGAACGCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTTGTTGCCAGCGATTCGGTCGGGAA 
CTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGG 
GTAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCGGCGAACCAGTGATGGTAAGCGAATCCCAA 
AAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGG 
ATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CTCCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTC 
GTAACAAGGTAACC 


>gi|224581416|ref|NR_027197.1| Achromobacter ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 
ATGCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAA 
TGTATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTAAATACCGCATACNCCCTAC 
GGGGGAAAGCAGGGGATCGCAAGACCTTGCACTATTGGAGCGGCCGATATCGGATTAGCTAGTTGGTGGG 
GTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAACCTGATCCAGCCATCCC 
GCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGAAAGAAACGTCGTGGGTTAATACCC 
CGCGGAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGNNGTGAAATC 
CCAGAGCTTAACTTTGGAACTGCATTTTTAACTACCGGGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCG 
CGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACT 
GACNNTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTGTAAACGA 
TGTCAACTAGCTGTTGGGGCTTCGGGCTTGGTAGCGCAATAACGCGTGAAGTTGACCGCCTGGGGAGTAC 
GGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCG 
ATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATCCTGAAGAGATTTAGGAGTGCTCGCAA 
GAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAG 
GAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGG 
ACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAACCCGATCGTAGTCCGGATCGCAGTCTGC 
AACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAA 


>gi|224581414|ref|NR_027195.1| Arcanobacterium bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial 
sequence 
GGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTACAGCTTCCTGTGGTGGATTAGTGGCGAACGGGT 
GAGTAATACGTGAGTAACCTGCCCTTGTCTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATT 
CTGCTTTCATCGCATGGTGGGGGTTGGAAAGGGTTTCTGGATAGGGATGGGCTCACGGCCTATCAGCTTG 
TTGGTGGGGTGATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACATTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGCAAGTCTGATG 
CAGCGACGCCGCGTGGGGGATGAAGGCTTTCGGGTTGTAAACTCCTTTCAGTACAGAACAAGGCCTTTTT 
GGTTGAGGGTATGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCG 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGCCTGCTGTGAAAGACCGGG 
GCTTAACTTCGGGGTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGTAATTGGAATTCCTGGTGT 
AGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCCACCACTGACGC 
TGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCAC 
TAGGTGTGGGGCCTTTTCCACGGGTTCTGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGCGATGTGCCAGAGATGGTGCAGCCTTCGGGG 


TGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGTCCTGTGTTGCCAGCAATTCGGTTGGGGACTCACGGGAGACTGCCGGGGTTAACTCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGT 
ACAGAGGGTTGCGAGCCTGTGAGGGTGAGCTAATCTCTTAAAGCTGGTCTCAGTTCGGATTGGGGTCTGC 
AACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTCCTCGG 
GCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCC 


>gi|224581413|ref|NR_027194.1| Xenorhabdus japonica strain SK-1T 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGGGCGGCACGGGGGGGAAGCCTGCTTCCCTGCCG 
GCGAGTGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGATGGAGGGGGATAACCACTGGAAACGGTG 
GCTAATACCNCATAACCACTGANGAGNAAAGTGGGGGACCTTCGGGCCTCACGCCATCGGATGAACCCAG 
ATGGGATTAGCTAGTAGGCGGGGTAATGGCCCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCTTCGGGTTGTAAAGTACTTTCAGCGGGGA 
GGAAGGCGTGGGTCCGAATACGGCTCACGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGG 
TCAATTAAGTTGGATGTGAAATCCCCGGGCTTAACCCGGGAACGGCATCCAAGACTGGTTGGCTGGAGTC 
TCGTAGAGGGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGA 
AGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGC 
GTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGCGAAGCC 
TTTGGAGACAGAGGCGTGCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTGATGGTGGGAACT 
CAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGT 
AGGGCTACACACGTGCTACAATGGCGGATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGAACTCATAA 
AGTCCGTCGTAGTCCGGATTGGAGTCTGCAACTCGGCTCCATGAAGTCGGAATCGCTAGTAATCGCAGAT 
CAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCA 
AAAGAAGTAGGTAGCTTAACTTCGGGGGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTA 
ACAAGGTAACC 


>gi|224581412|ref|NR_027193.1| Kocuria carniphila strain CCM 132 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGACGGACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCTTGGGTGCT 
TGCATCTGGGTGGATGAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCTTGACTCTGGGATAAG 
CCTGGGAAACTGGGTCTAATACTGGATACTACACTCTCTCGCATGGGGGTGTGTGGAAAGGGTTTTACTG 
GTTTTGGATGGGCTCACGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGC 
CGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTA 
AACCTCTTTCAGCACGGAAGAAGCGAAAGTGACGGTACGTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCTGCTGTGAAAGCCCGGGGCTTAACCCCGTGGTGTGCAGTGGGTACGGGCAGACTAGAGTGC 
AGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAA 
GGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACG 
CATTAAGTGCCCCGCTAGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCAGACC 
GGCCCAGAGATGGGTTTTCCTCTTTGAGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGA 
CTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACCGTGAGGTGGAGCTAATCCCAA 
AAAGCTGGTCTCAGTTCGGATCGTGGTCTGCAACTCGACCACGTGAAGTCGGAGTCGCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTA 
ACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCC 


>gi|224581411|ref|NR_027192.1| Marinobacter bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGGGGGTGCTTGCA 
CCCCGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCAGTAGTGGGGGATAGCCCGGGG 
AAACCCGGATTAATACCGCATACGTCCTTCGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGAT 
GAGCCTATGTCGGATTAGCTTGTTGGTAAGGTAACGGCTTACCAAGGCAACGATCCGTAGCTGGTCTGAG 
AGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATNGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTT 
CAGTGAGGAGGAAAACCTTACGATTAATACTCGTGAGGCTTGACGTTACTCACAGAAGAAGCACCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCG 
CGTAGGTGGTTTGATAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTGTCAG 
GCTAGAGTGTGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACAT 
CAGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGACTCTTGAAGTCTTAGTGGCGC 
AGTTAACGCACTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATGT 
TGGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCCAAACACAGGTGCTGCATGGCCGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCCTAGTTGCCAGCACGTAAT 
GGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGC 


CCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGCACAGAGGGCTGCAAACCCGCGAGGGGGAGCC 
AATCTCACAAAACGCGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGT 
AATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGATTGCACCAGAAGTGGTTAGTCTAACCTTCGGGAGGACGATCACCACGGTGTGGTTCATGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCG 


>gi|224581410|ref|NR_027191.1| Mogibacterium diversum strain HM-7 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGATGTTAGCGCATGAACCTTCGGGGGATTATGC 
TAACGGACAGCGGCGGACGGTGTGAGTAACGCGTAGGCAACCTGCCCCTGACAGAGGGATAGCCATTGGA 
AACGATGATTAAAACCATCATGACACCGTAGAAGCACATGCTTCATCGGTCAAAGATTTATCGGTCAGGG 
ATGGGCCTGCGTCTGATTAACTAGTTGGTGAGGTAACGGCTCACCAAGGTGACGATCAGTAGCCGACCTG 
AGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTTCTACGGAAGGCAGCAGTAGGGAATCT 
TGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGCCTTCGGGTTGTAAACTTCT 
GTTCTAAGGGAAGAAACAAATGACGGTACCTTAGGAGCAAGCCCCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAAGCG 
CAAGGTTTAATTTAGAGGCTCAACCTCTACTTGCCTTGCGAACTGGGCTACTTTAGTGCAGGAGGGGAAA 
GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCTGAAGGTCGGTCTT 
TCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGAGCACTANNTGTTGGGCCCGTTAGGGCTCAGTGCCGCAGTTAACGCAATAAGTGCT 
CCGCCTGGGGAGTACGCTCGCAAGAGTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTGCTGACAGGACCTTAACC 
GGTCCCTTCTTCGGACAGCAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAGTTACTAACATTCAGTTGAGGACTCTAGCGAGACTGC 
CGAGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCTGGGCTACACACG 
TGCTACAATGGTCGGTACAATGAGAGGCAATACTGTGAAGTGGAGCAAATCACCAAAACCGATCCCAGTT 
CGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGT 
GAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGTGCCCAAAGTCGTTTA 
ATTAATCTATCGCCTAAGGCAAAACCAATGACTGGGGTGAAGTCGTAACAAGGTA 


>gi|224581409|ref|NR_027190.1| Azoarcus buckelii strain U120 16S ribosomal RNA, partial sequence 
CCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCT 
GCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCAGTCGTGGGGGATAACTACGCGAAAG 
CGTAGCTAATACCGCATACGCCCTGAGGGGGAAAGCGGGGGACCTTCGGGCCTCGCGCGATTGGAGCGGC 
TGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGA 
TGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACA 
ATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGA 
CGGAAAGAAATCGGGCGGGTGAATATCCCGCCTGGATGACGGTACTGTCAGAAGAAGCACCGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCA 
GGCGGTTGTGTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGCACGGCTA 
GAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGAT 
GGCGAAGGCAGCCCCCTGGGCCGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTTGTTCGGGAAGGTAACTTCCTGAGTAACGCAGC 
TAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCTG 
GAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAGCCAGGACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAATTGCCATCATTAGGTTGG 
GCACTTTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTA 
TGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCC 
CACAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGG 
TTTCACCAGAAGTAGGTAGCTTAACCTTTCGGGGAAGGCGCTTACCACGGTGAGATTCATGACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGA 


>gi|224581408|ref|NR_027189.1| Treponema putidum strain JZC3 16S ribosomal RNA, partial sequence 
CCCTAGAGTGGCGGACTGGTGAGTAACGCGTGGGTGACCTGCCCTGAAGATGGGGATAGCTAGTAGAAAT 
ATTAGATAATACCGAATGTGCTTATACGGATAAAGCCGTATAAGGAAAGGAGCTACGGCTCCGCTTTAGG 
ATGGGCCTGCGTCCCATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCAACGATGGGTATCCGGCCTG 
AGAGGGTGAACGGACACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGCTAAGAATCT 
TCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGTGTGAATGAAGAAGGCCGAAAGGTTGTAAAATTCT 
TTTGCAGATGAAGAATAAGGGGAAGAGGGAATGCTTCTCTGATGACGGTAGTCATGCGAATAAGCCCCGG 
CTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGG 
GTATGTAGGCGGTTAGGTAAGCCTGGTGTGAAATCTACGAGCTCAACTCGTAAACTGCATTGGGTACTGC 
TTAACTTGAATCACGGAGGGGAAACCGGAATTCCAAGTGTAGGGGTGGAATCTGTAGATATTTGGAAGAA 
CACCGGTGGCGAAGGCGGGTTTCTGGCCGATGATTGACGCTGATATACGAAGGTGCGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCGCACAGTAAACGATGTACACTAGGTGTCGGGGCAAGAGCTTCGGTGCCGA 
CGCAAACGCATTAAGTGTACCGCCTGGGAAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGG 
CCCACACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGTTTGACATCA 
AGAGCAATGACATAGAGATATGGCAGCGTAGCAATACGGCTCTTGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTACTAACAGGTAA 
AGCTGAGGACTCTGGCGGAACTGCCGATGACAAATCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCTTACGTCCAGGGCTACACACGTGCTACAATGGTTGCTACAAATCGAAGCGACACCGCGAGGTCAAGC 
AAAACGCAAAAAAGCAATCGTAGTCCGGATTGAAGTCTGAAACTCGACTTCATGAAGTTGGAATCGCTAG 
TAATCGCACATCAGCACGGTGCGGTGAATACGTTCCTGGGCCTTGTACACACCGCCCGTCACACCATCCG 


AGTCGAGGGTACCCGAAGTCGCTAGTCTAACCGTAAGGAGGACGGTGCCGAAGGTACGTTTGGTAAGGAG 
GGTGAAGT 


>gi|224581407|ref|NR_027188.1| Zoogloea resiniphila strain DhA-35 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCACGGGCTTCGGCCTGGTGGCGAGT 
GGCGAACGGGTGAGTAATGCATCGGAACGTACCGTGTAGTGGGGGATAACGTAGCGAAAGTTACGCTAAT 
ACCGCATACGCCCTGAGGGGGAAAGTGGGGGACCGCAAGGCCTCACGCTATATGAGCGGCCGATGTCGGA 
TTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAA 
GCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGACGGAAAGAAA 
TCTCTTGGGTTAATACCCTGGGAGGATGACGGTACCGTAAGAAGAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGATG 
TAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTGTGACTGCATCACTCGAGTACGGCA 
GAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCA 
GCCTCCTGGGCCAGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTAGTTGTTCGGTGAGGAGACTCATTGAGTAACGCAGCTAACGCGTGA 
AGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAACTTACCA 
GAGATGGTTTGGTGCTCGAAAGAGAGCCTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTAAGTTGGGCACTTTA 
GCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGG 
GCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAGC 
CGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAG 
CATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGTTTACCA 
GAAGTAGGTAGYTTAACCGCAAGGAGGGCGCTTACCACGGTGAGCTTCATGACTGGGGTGAAGTCGTAAC 
AAG 


>gi|224581406|ref|NR_027187.1| Psychrobacter pacificensis strain NIBH P2K6 16S ribosomal RNA, partial 
sequence 
TTTGATCATGGCTCCAGATTGAACGACTGGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGA 
TAGCTTGCTATTAGGCGTCGAGCNGCCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGA 
TAGCTCGGGGAAACTCGAATTAATACCGCATACGTCTACGGGAGAAAGCAGGGGNTCATTAGACCTTGCG 
CTATTAGATGAGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGC 
TGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCTACGGGAGGCAGCAGTGGG 
GAATATTGGACAATGGNGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAA 
AGCACTTTAAGCAGTGAAGAAGACTCTTCGGTTAATACCCGGGGACGATGACATTAGCTGCAGAATAAGC 
ACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGAA 
ACTGTTAGGCTAGAGTAGGTGAGAGGGAAGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGA 
AGGAATACCGATGGCGAAGGCAGCTTCCTGGCATCATACTGACACTGAGGCTCGAAAGCGTGGGTAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTT 
AGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCT 
TGACATACACAGAATCTTGTAGAGATACGAGAGTGCCTTCGGGAATTGTGATACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAG 
CACTTCGGGTGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCA 
TCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATG 
TGATGCGAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAAT 
CGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGATTGCACCAGAAGTGGTTAGCCTAACTTAGTGAGGGCGATCACCACGGTGTGGTCGATG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTC 


>gi|224581405|ref|NR_027186.1| Achromobacter piechaudii strain EY3860 16S ribosomal RNA, partial sequence 
ATGCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAA 
TGTATCGGAACGTGCCTAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTAAATACCGCATACCCCCTAC 
GGGGGAAAGCAGGGGATCGCAAGACCTTGCACTATTAGAGCGGCCGATATCGGATTAGCTAGTTGGTGGG 
GTAANGGCTCACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAACCTGATCCAGCCATCCC 
GCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGAAAGAAACGTCATGGGCTAATACCC 
CGTGAAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATC 
CCAGAGCTTAACTTTGGAACTGCATTTTTAACTACCGAGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCG 
CGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACT 
GANNNTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATG 
TCAACTAGCTGTTGGGGCCTTCGGGCTTGGTAGCGCANTAACGCGTGAAGTTGACCGCCTGGGGAGTACG 
GTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGA 
TGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATTCCGAAGAGATTTGGAAGTGCTCGCAAG 
AGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGA 
CAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAACCCGATCGTAGTCCGGATCGCAGTCTGCA 
ACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACG 


>gi|224581402|ref|NR_024882.1| Burkholderia ambifaria AMMD 16S ribosomal RNA, partial sequence 


ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGA 
GTGGCGAACGGGTGAGTAATACATCGGAACATGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTA 
ATACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTATAGGGTTGGCCGATGGCT 
GATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTATGGACAATGGGCGA 
AAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTTAAGCACTTTTGTCCGGAAAGA 
AATCCTTGGTTCTAATATAGCCGGGGGATGACGGTACCGGAAGAATAAGCACGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTG 
TTAAGNNCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTGACTGGCAAGCTAGAGTATGGC 
AGNNGGGGGTAGNATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGC 
AGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAA 
GTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGT 
GGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGTCGGAATCCTGCTG 
AGAGGTGGGAGTGCTCGAAAGAGAACCGGCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGA 
CTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCA 
CACGTCATACAATGGTCGGAACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACCGATCG 
TAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCC 
GCGGTGAATACGTTCCCGGGTCATGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTG 
GCTAGTCTAACCGTAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTG 


>gi|219878476|ref|NR_025615.1| Streptomyces albus subsp. albus strain DSM 40313 16S ribosomal RNA, 


partial sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCCGCTTCGGTGGTGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGG 
ATATGACACGGGATCGCATGGTCTCCGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGC 
GAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCG 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGG 
GCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGCAGGGGAGATTGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCAC 
TAGGTGTGGGCGGCATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCCGTAGAGATACGGCCCCCCTTGTGG 
TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTCCTGTGTTGCCAGCAACTCCTTTCGGGGAGGTTGGGACTCACGGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTAC 
AATGGCCGGTACAATGAGCTGCGATGCCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGAT 
TGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCA 
ACCCCTTGTGGGAGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTA 
CCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219878445|ref|NR_025584.1| Mycobacterium avium subsp. avium strain 
partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCTTCGGAGGTACTCGAGTGG 
CGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGGATAGGACCTCAAGACGCATGTCTTCTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCA 
CACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAG 
GTCCGGGTTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGT 
TCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCNGCACAAGCGGCGGAGCA 
TGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATA 
GGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACAC 
ATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCA 
GTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAANCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCNGAAGCCA 
GTGGCCTAACCCTTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGT 
AG 


DSM 44156 16S ribosomal RNA, 


>gi|219878440|ref|NR_025579.1| Lactobacillus spicheri strain LTH 5753 16S ribosomal RNA, partial sequence 
ACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAGTTCCCGTTGATTGACGTGCTTGCACTGA 
TTTCAACATTGGAACGAGTGGCGAACTGGTGAGTAACACGTGGGAAATCTGCCCAGAAGCAGGGGATAAC 
ACTTGGAAACAGGTGCTAATACCGTATAACAACAAAATCCGCATGGATTTTGTTTGAAAGGTGGTTTCGG 
CTATCACTTCTGGATGATCCCGCGGCGTATTAGTTAGTTGGTAGGGTAATGGCTTACCAAGACGATGATA 
CGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGGTTTCGG 
CTCGTAAAACTCTGTTGTTGAAGAAGAACGGGTGTCAGAGTAACTGTTGACATCGTGACGGTATTCAACC 
AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTAT 
TGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGC 
ATCGGAAACTGGGAGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGA 
TATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTAGTCTGTAACTGACGCTGAGGCTCGAAAGCATGG 
GTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTC 
CGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTA 
CCAGGTCTTGACATCTTCTGCCAATCTAAGAGATTAGACGTTCCCTTCGGGGACAGAATGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATCA 
GTTGCCAGCATTCAGTTGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTCGCAAAGT 
CGCGAGGCTAAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAG 
TTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGAGATAACCTTCGGGAGTCAGCCGTCTAAGGTGG 
GACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGTCGGATCACCTCCT 


>gi|219878381|ref|NR_025520.1| Staphylococcus sciuri subsp. sciuri strain DSM 20345 16S ribosomal RNA, 
complete sequence 
GATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATGAGAAGCTTGCTTCTCTGATGT 
TAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGGATAACTCCGGGAAACCGGGG 
CTAATACCGGATAATATTTTGAACCGCATGGTTCAATAGTGAAAGACGGTTTCGGCTGTCACTTATAGAT 
GGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATACGTAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGT 
TGTTAGGGAAGAACAAATTTGTTAGTAACTGAACAAGTCTTGACGGTACCTAACCAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCG 
CGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAA 
ACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACAC 
CAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTG 
CAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATC 
CTTTGACCGCTCTAGAGATAGAGTCTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATTA 
AGTTGGGCACTCTAGGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGATTTGGGCTACACACGTGCTACAATGGATAATACAAAGGGCAGCGAATCCGCGAGGCCAAGC 
AAATCCCATAAAATTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAG 
TAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAG 
AGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTTAGGAGCTAGCCGTCGAAGGTGGGACAAATGATTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219878371|ref|NR_025510.1| Alicycliphilus denitrificans strain K601 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGC 
TGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACGAAGCGAAAGCT 
TTGCTAATACCGCATACGATCTACGGATGAAAGCGGGGGATCTTCGGACCTCGCGCGGACGGAGCGGCCG 
ATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACG 
GAACGAAAAGGTGCCTTCTAATAAAGGGCGCTCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGG 
CGGTTTTGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAAGGCTGGA 
GTGCGGCAGACGGGGATGGAATTCCGCGTGTATCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGG 
CGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGTCGACTGGTTGTTGGGGATTAATTTTCTCAGTAACGAAGCTAAC 
GCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCAC 
AAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTATGGAAT 
CCCGAAGAGATTTGGGAGTGCTCGAAAGAGAGCCATAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCT 
AATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGG 
GGCTACACACGTCATACAATGGCTGGTACAGAGGGTAGCCAACCCGCGAGGGGGAGCCAATCCCACAAAG 
CCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCA 
GAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCC 
AGAAGTGGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTATCGGAAGGTGCGGCTGGAT 


>gi|219878151|ref|NR_025290.1| Fusobacterium nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, 
partial sequence 
GAACGCTGACAGAATGCTTAACACATGCAAGTCAACTTGAATTTGGGTTTTTAACTTAGGTTTGGGTGGC 
GGACGGGTGAGTAACGCGTAAAGAACTTGCCTCACAGTTAGGGACAACATTTGGAAACGAATGCTAATAC 
CTAATATTATGATAATAGGGCATCCTATNATTATGAAAGCTATAAGCGCTGTGAGAGAGCTTTGCGTCCC 
ATTAGCTAGTTGGAGAGGTAACGGCTCACCAAGGCGATGATGGGTAGCCGGCCTGAGAGGGTGATCGGCC 
ACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAA 
GAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTTTTTCGGAATGTAAAGTGCTTTCAGTTGGGAAGA 
AAGAAATGACGGTACCAACAGAAGAAGTGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTC 
ACGAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTATGTAAGTCTGATGTGAAAATGC 
AGGGCTCAACTCTGTATTGCGTTGGAAACTGTATAACTAGAGTACTGGAGAGGTAAGCGGAACTACAAGT 
GTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTGGACAGATACTGAC 
GCTGAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATT 
ACTAGGTGTTGGGGGTCGAACCTCAGCGCCCAAGCAAACGNGATAAGTAATCCGCCTGGGGAGTACGTAC 
GCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGC 
AACGCGAGGAACCTTACCAGCGTTTGACATCTTAGGAGTGAGANAGAGATATTTCAGTGTCCCTTCGGGG 
AAACCTAAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCCTTTCGTATGTTACCATCATTAAGTTGGGGACTCATGCGATACTGCCTACGATGAGTAG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACGCTGGGCTACACACGTGCTACAATGGGT 
AGAACAGAGAGTCGCAAAGCTGTGAAGTGGAGCTAATCTCAGAAAACTATTCTTAGTTCGGATTGTACTC 
TGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCT 
CGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCNTGAAGTAGCAGGCCTAACCGTA 
AGGAGG 


>gi|219857506|ref|NR_025094.1| Kushneria marisflavi strain SW32 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGGGTAGCTTGCTACCCGCTGAC 
GAGCGGCGGACGGGTGAGTAATGCATGGGAATCTGCCCGATAGTGGGGGATAACTCGGGGAAACCCGAGC 
TAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATCGGATGAGCCCATGT 
CGGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCTGCGATCCGTAGCTGGTCTGAGAGGATGATCA 
GCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGG 
GAAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTGGGGAA 
GAAGGCATGATGATTAATACTCGTCATGAAGGACATCACCCACAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGC 
TTGCCAAGCCGGATGTGAAAGCCCCGGGCTCAACCCGGGAACGGCATTCGGAACTGGCAGGCTAGAGTGC 
AGGAGAGGAAGGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAA 
GGCGGCCTTCTGGACTGACACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCGACCAGCCGTTGGACCCCTTGAGGGTTTGGTGGCGCAGTTAACGCA 
ATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGCTCTTGACATCCTGCGAATCTC 
CCAGAGATGGGAGAGTGCCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTTTTTGCCAGCGGTCCGGCCGGGAACTT 
CAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGCA 
GGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAAGCGGCGACGTGAAGCCAATCCCATAAA 
GCCGGCCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATC 
AGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCAC 
CAGAAGTGGTTAGCTTAACCTTCGGGAGAGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219857250|ref|NR_024880.1| Mesorhizobium tianshanense strain A-1BS 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGG 
GGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAGCAACTCCGGGAAACTGGAG 
CTAATACCGTATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGT 
TGGTGGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGAC 
TGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCC 
AGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTA 
ACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCG 
GAATTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCG 
GAACTGCCTTTGATACTGGGTATCTCGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAAT 
TCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTTGGC 
AAGTTTACTTGTCGGTGGCGCAGCTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAA 
CCTTACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATTCCTTCAGTTCGGCTGGACCGGTGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGCCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTG 
GGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGG 
GCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAG 
TGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGA 
CCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 
cTCccTT 


>gi|219857235|ref|NR_024863.1| Rhizobium huautlense strain SO2 16S ribosomal RNA, partial sequence 
CCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCA 
GACGGGTGAGTAACGCGTGGGAATCTACCCATCCCTACGGAACAACTCCGGGAAACTGGAGCTAATACCG 
TATACGCCCTTCGGGGGAAAGATTTATCGGGGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGT 
AAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACG 
GCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCC 
GCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAA 
GAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTG 
GGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCT 
TTGATACTGGGTATCTTGAGTATGGAAGAGGTAAGTGGAATTGCGAGTGTAGAGGTGAAATTCGTAGATA 
TTCGCAGGAACACCAGTGGCGAAGGCGGCTTACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGCAAGTTTACT 
TGTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAG 
CCCTTGACATGCCCGGCCAGCCACAGAGATGTGGTGTTCCCTTCGGGGACCGGGACACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTG 
CCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAA 
GTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAAGGAGC 
GATCCCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGG 
AATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGGTC 
AGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCC 


>gi|219857134|ref|NR_024762.1| Streptomyces rimosus subsp. rimosus strain JCM 4667 16S ribosomal RNA, 
complete sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTA 
GTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCT 
AATACCGGATATGACACACGACCGCATGGTCTGTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCG 
GCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGA 
AGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAA 
AGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGAT 
ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
TTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCT 
TAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACCTCTGGAGACAGGGGCCC 
CCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACAC 
GTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGT 
AGCCGTACCGGAAGG 


>gi|219846947|ref|NR_026539.1| Corynebacterium durum strain IBS G15036 16S ribosomal RNA, partial 
sequence 
CTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAAAGCCCTGCCACCTTGGTGGTG 
GGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCGCACTGTGGGATAAGCCTGGGAA 
ACTGGGTCTAATACCACATACGACCATGGCGTAGGGGTCATGGTGGAAAGCCTTATTGCGGTGTGGGATG 
AGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGA 
GGGTGGACGGCCACATTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATKGAAGGCTTCGGGTTGTAAACTCCTTTCG 
CCCGGGACGAAGCCCACCTGGTGGGTGACGGTACCGTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCTCGTAGGTGGTGTGT 
CGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCACGACTAGAGTGCTGT 
AGGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGC 
AGGTTACTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCATGCTGTAAACGGTGGGCGCTAGGTGTGGGCTGTGTGTTTGCAGTCTGTGCCGTAGCTAACGCATT 
AAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACCAGATCGGCG 
TAGAGATACGTCCTCCCTTGTGGTTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACATTTTTGGTGGGGACTCAT 
GAGAAACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATACCCAGG 
GCTTCACACATGCTACAATGGTCGGTACAACGGGTTGCGACACTGTGAAGTGAAGCTAATCTCTGAAAGC 
CGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACC 
CGAAGCCCATGGCCTAACCACCA 


>gi|219846902|ref|NR_026494.1| Clostridium saccharolyticum WM1 16S ribosomal RNA, partial sequence 
TGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAAGCACTTTTAAGGAAGTTTT 
CGGATGGAATTAAAAGTGACTGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGG 
GATAACAGTTGGAAACGGCTGCTAATACCGCATAAGCGCACAGTGCTGCATGGCACAGTGTGAAAAACTC 
CGGTGGTATGAGATGGACCCGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCGACGATCA 
GTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGT 
ATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCA 
CTGCAAGTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGGTGCTGGAGTGCA 
GGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG 
GCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGGAGCAAAGCTCTTCGGTGCCGCCGCTAACGCAA 
TAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCGGAATGACCGGT 
CCGTAACGGGGCCTTCCCTTCGGGGCATTCCAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAGTTCGGCTGGGCACTCT 
GGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTG 
GGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCAAAGGAGCGATCTGGAGCAAACCCCAAAAAT 
AACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGGATCA 
GAATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAACGCC 
CGAAGTCAGTGACCCAACCGTAAGGAGGGAGCTGCCGAAGGCGGGACTGATAACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTATCGGAAGGTGCGGCTG 


>gi|219846714|ref|NR_026306.1| Xanthobacter agilis strain SA35 16S ribosomal RNA, partial sequence 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCCCAGCAATGGGAGCGGCAGACGGGTGAGTAACGCG 
TGGGGATCTACCCATTGGTACGGAATAACCCAGGGAAACTTGGACTAATACCGTATAAGCCCTTCGGGGG 
AAAGATTTATCGCCAATGGATGAACCCGCGTCGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCG 
ACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGC 
CTTAGGGTTGTAAAGCTCTTTCGCCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTT 
CGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTA 
GGCGGATCGTTAAGTCAGGGGTGAAATCCTGGGGCTCAACCTCAGAACTGCCCTTGATACTGGCGATCTC 
GAGTTCGAGAGAGGTTGGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGT 
GGCGAAGGCGGCCAACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGGAGGCTTGCCTTTCAGTGGCGCAGCTA 
ACGCCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGGCAGGA 
CGATTTCCAGAGATGGATCTCTTCCAGCAATGGACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCATTCAGTTGG 
GCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT 
ACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCGAGCCTGCGAGGGTGAGCAAATC 
TCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCG 
TGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGG 
CTTTACCCGAAGGCGCTGCGCTAACTCAGCAATGAGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGG 
TGAAGTCGTAACAA 


>gi|219846703|ref|NR_026295.1| Couchioplanes caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal 
RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACG 
GGTGAGTAACACGTGAGCAACCTGCCCTGGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGGAT 
ACGACCTGCGCCCGCATGGGTGTGGGTGGAAAGTTTTTTCGGTCTGGGATGGGCTCGCGGCCTATCAGCT 
TGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAAG 
TGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGNCGCGGTAAGACGTAGGGCGCGAGC 
GTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCGGCT 
CAACCGCGGGCCTGCAGCCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGC 
GGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAG 
GTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGC 
AACGCGAAGAACCTTACCTGGGTTTGACATCACTCGAAAACTCGCAGAGATGCGGGGTCCTTCGGGGCGG 
GTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTAC 
AAAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAA 
CTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGG 
AGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 


>gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 9187 strain TA 4r 16S ribosomal RNA, complete 
sequence 


GGATAGCTTGCTATCCTGNNGACGAGTGACGGGACGTGAGTAATGCCTGGGGAGCTGCCCAATCGAGGGG 
GATACCAACTGGAAACGGCTGCTAATACCGCATACNCCCTGCGGGGGAAAGGTGGGGACCCTTCGGGCCT 
ACCGCGATTGGATGCACCCAGGTGGGATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCTC 
TAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGT 
TGTAAAGCACTTTCAGTAGGGAGGAAGGGGTGATGTCTAATACGCATCATCATTGACGTTACCTACAGAA 
GAAGCACCGGCTAACTCCNNGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTG 
GGCGTAAAGCGCACGCAGGCGGTTAGATAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAT 
TTGAAACTGTCNGACTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGA 
TCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGTTTGTGCCATTATG 
AGCGTGGGTTCCGAAGCTAACGCGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TGGCCTTGACATGCTGAGAAGTTTGTAGAGATACGAATGTGCCTTCGGGAACTCAGACACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTTGT 
TGCCAGCGNGTAATGTCGGGAACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGT 
CAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGAAGCGACCT 
CGCGAGAGCAAGCGGAACCCACAAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAG 
TCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTNGTTTGGTACCAGAAGTAGTTAGTCTAACCCTTCGGGAGGGACGATTACACGGT 
GTGATTCATGACTGGG 


>gi|219846665|ref|NR_026257.1| Halanaerobium saccharolyticum subsp. saccharolyticum strain DSM 6643 16S 
ribosomal RNA, complete sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGGTCTACCTCGACTGAAACCTTCGGGTTGACGACGAGAT 
CTAGATAGTGGCGGACGGGTGAGTAACACGTGAATAATCTGTCCTCAAGTCTGGGATAACCTGGCGAAAG 
TCGGGCTAATCCGAGGTAAGCTGAGAGTGTGGCATCACACAATCAGAAAAGGTGGCTCTGCCATCGTTTG 
AGGAGGAGTTCGCGGTAGATTAGCTAGCTGGTGAGGTAACGGCTCACCAGGGCAACAATCTATAGCTGGT 
CTGAGAGGACGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTAGGATTGTAAAGC 
TCTGTCCTTAGGGAAGAACCGTGGGTATAGTAAATGCTACCCACCTGACGGTACCTTTGGAGGAAGCACT 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGAGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAA 
GGGTACGCAGGCGGATAATCAAGTCAAGCGTGAAAGGTGTCGGCTTAACCGACAGACTGCGTTTGAAACT 
GATTATCTTGAGTGTAACAGAGGAGAGTGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAG 
AACACCAGTGGCGAAGGCGACTCTCTGGGTTAACACTGACGCTGAGGTACGAAAGCTGGGGGAGCGAACG 
GGATTAGATACCCCGGTAGTCCCAGCCGTAAACGATGGATACTAGGTGTTGGAGGTTCGAATCCTTCAGT 
GCCGGAGTTAACGCATTAAGTATCCCGCCTGGGGATTACGATCGCAAGATTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCGAGAATTGA 
CATCCCGTGACCATCTATGAGAGTAGAGTTTAGCACTTTGTGCTACACGGAGACAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCTTAGTTGCCAG 
CGAGTAATGTCGGGGACTCTAAGAAGACTGCCGGTGAAAGTCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGCCCTTTATATCTCGGGCTACACACGTGCTACAATGGCTGATACAGAGGGGAGCAAAGCCGCGAGG 
TGGAGCAAATCCTTGAAAATCAGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAAGTTGGAAT 
CGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CAATCGAGTTGGATGCACCAGAAGTCATCTGCGGATGCCAAAGGTGTGTCCGGTAAGAGGGGTGAAGTCG 
TAACAAGGTAGCCGTA 


>gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 51271 16S ribosomal RNA, complete sequence 
TGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGATTACGGACGGAAGTTTTCGGATGGAAG 
ACTGTAATTCTTAGTGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCCTATACAGGGGGATAGCAGCT 
GGAAACGGCTGGTAAGACCGCATAAGTCGGTTAAATCGCATGATTTGATCGGGAAATGAGCAATCAGGTA 
TAGGATGGGCCCGCGTCCGATTAGCCAGTTGGCAGGGTAAAAGCCTACCAAAGCGACGATCGGTAGCCGG 
ACTGAGAGGTCGGACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGG 
ATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAG 
CTCTATCAGCAGGGAAGATGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTTTTGCAAGT 
TGAGAGTGGAAGCAGGGGGCTCAACCCCCTGACTGCTCCCAAAACTGTAAAACTTGAGTATGGGAGAGGC 
AGGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGNCTG 
CTGGACCAAAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCTGTAAACGATGAATACTAGGTGCTGGGATGCATAAGCATTTCGGTGCCGTCGCAAACGCATTAAGTAT 
TCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCCGGTCTTGAGATCCTCCTGAATACTGAGTAAT 
GTCAGTAGTCCTTCGGGACAGGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCANCCCCTATTTTTAGTAGCCAGCGGTTCGGCCGGGCACTCTAAAGAGA 
CTGCCGAGGATAACTCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCGGGGCTACA 
CACGTGCTACAATGGCAGTTACAGAGGGAAGCGAAGNTGTGANTCGGAGCAAATCTCAGAAAGGCTGCCT 
CAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTC 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCGGAAATGCCCGAAGTC 
AGTGGCCTAACCGCAAGGGAGGAGCTGCCGAAGGCAGGTCTGGTGACTGGGGTGAAGTCGTAACAAG 


>gi|219846622|ref|NR_026214.1| Corynebacterium afermentans subsp. afermentans strain CIP 103499 16S 
ribosomal RNA, complete sequence 
ATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCAGTGCTTGCACTGGTACTCGAGT 


GGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAA 
TACCGGATAGGACCACATTTTGGATGGTGTGGTGGAAAGTTTTTCGGTGTGGGATGAGCTCGCGGCCTAT 
CAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCAC 
ATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCTAGGGACGAAGC 
GTATTTGTGACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGTAAGCN 
NNCAGCTTAACTGCGGGACTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACT 
GACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTG 
GGCGCTAGGTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCNGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCNGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCAGATCGCCGTAGAGATACGGTTTCCCTT 
TGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCTTATGTTGCCAGCAATTCGGTTGGGGACTCGTGAGAGACTGCCGGGGTTAAC 
TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATG 
GTCGGTACAACGCGTTTGCGAGCCTGTGAGGGTGAGCTAATCGCTGAAAGCCGGTCGTAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 


>gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea strain DSM 20127 16S ribosomal RNA, complete sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGGACGATGAAGCCCTTCGGGG 
TGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAAC 
TGGGTCTAATACCGGATACAACCTCCTGCCGCATGGTGGGGGGTGGAAAGCCTTGTGCGGTCTTGGATGG 
GCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCC TACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCG 
GCAGGGAACAAGCCCCTTGGGGTGAGGGTACCTGCGGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCG 
TCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGGCTGGAGTGCAGTAGGGG 
AGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTC 
TCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
TGCCGTAAACGTTGGGCACTAGGTGTGGGGGCCATTCCACGGTTTCCGCGCCGCAGCTAACGCATTAAGT 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCGGACCGTCCCAGA 
GATGGGGCTTCCCTTCGGGGCCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCCAATCCCAGAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAG 
CCGGTGGCCCAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACA 
AG 


>gi|219846475|ref|NR_026067.1| Rhizobium tropici strain USDA 9030 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGG 
GGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCTTTTGCTATCGGAATAACGCAGGGAAACTTGT 
GCTAATACCGTATGTGTCCTTCGGGAGAAAGATTTATCGGCAAGAGATGAGCCCGCGTTGGATTAGCTAG 
TTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCATCCACATTGGGA 
CTGAGACACGGCCCAAACTCCTATCGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGAT 
CCAACCATACCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGG 
TATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTT 
CGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCGATCAGTCAGGGGTGAAATCCCAGGGCTCAACCC 
TGGAACTGCCTTTGATACTGTCGATCTGGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCG 
GGCAGTATACTGTTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGTGGAGCATGTGGTTTAATTCGAAGCAACGCGC 
AGAACCTTACCAGCCCTTGACATCCTGTGTTACCTCTAGAGATAGGGGGTCCACTTCGGTGGCGCAGAGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGCCCTTAGTTGCCAGCATTCAGTTGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGG 
GATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGC 
AGCGAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTG 
CATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGTGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGATAACC 
ACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGCAGGGGAACCTGCGGCTGGATCACCT 
ccTtT 


>gi|219846440|ref|NR_026031.1| Eubacterium saphenum ATCC 49989 strain 164-47 16S ribosomal RNA, partial 
sequence 

GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAACTACATGCAGACACTTCGGTAGAA 
GCGAGTAGCGGAAAGCGGCGGACGGGTGAGTAACGCGTGGCAACCTGCCCTTCACAGAGGTATAGCCTCG 
GGAAACCGGGATTAAAACCACATAAAATCATAGGTTCGCATGAACCAAAGGTCAAAGATTTATCGGTGAA 
GGATGGGCCTGCGTCTGATTAGCTGGTTGGTAGGGTAAAAGCCTACCAAGGCGACGATCAGTAGCCGACC 


TGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTCTACGGGAGGCAGCAGTGGGGGATA 
TTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGTATGAAGGCCTTTGGGTTGTAAGCCTC 
TGTCCTAGGGGAAGAAAAAAATGACGGTACCCGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTCTACTAAGC 
GCGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCTTGCGAACTGGCAGACTTGAGTGCAAGAGAGGAA 
AGCGGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCGGCGGCGAAGGCGGCTTTC 
TGGATTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGACGAGCACTAGGTGTCGGGACATGAGTCTCGGTGCCGCAGTTAACGCAATAAGTGTCCGCC 
TGGGGAGTACGCACGCAAGTGTAAAACTCAAAGGAATTGACGGGGACCTGCGCAAGCAGCGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGACTTGACATCCCTCTGACGTACCCTTAATCGGGTA 
TTTCTTCGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCATCATTAAGTTGGGCACTCTAAAGAGACTGCCGGGG 
AAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTAC 
AATGGCCGGTACAAAGAGAAGCGATACCGCAAGGGGGAGCAAATCTTAAAAACCGGTCCCAGTTCGGATT 
GCAGGCTGCAACTCGCCTGCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATGC 
GTTCCCGGGTCTT 


>gi|219846365|ref|NR_025956.1| Thermoanerobacter brockii subsp. lactiethylicus strain SEBR 5268 16S 
ribosomal RNA, partial sequence 
AACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGTCCTGTAGCCAACTTATGTTGGGAGACGTATA 
GCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTTAAGACCGGGATAACACCTCGAAAGGGGTGCT 
AATACTGGATAAGCTCCTTGTGGGGCATCCTCTGATGAGGGAAGGTGGAGGCAGCTACCGGTTAAGGATG 
GGTCCGCTNCCCTTCAGGTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGACTGAGA 
GGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGTGGAATCTTGC 
GCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGCGAGGAAGGCCTTCGGGTCGTAAAGCTCAATA 
GTGTGGGAAGAAGGGATGACGGTACCACACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGA 
CGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCGTTCAAGTCAGGTGT 
AAAATACCCGGGCTCAACCGAGGGATAGCACTTGAAACTGGGCGGCTAGAGGGCAGGAGAGGGGATTGGA 
ATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCTCTGGACT 
GACCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGTGCCGTAGTTAACGCAATAAGTACCCCGCCTGG 
GGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGCCGAAAGGTGAGCG 
ACCTCACCTTAAAGGTGAGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTGCCAGCGGGTGAAGCCGGGCACTCTAGAGG 
GACTGCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGCCCTGGGCCA 
CACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGCCGCGAGGTGGAGCGAAACCCAGAAAGCCGGT 
CCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTCGTAATCGCGGATCAGNATG 
CCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCANGAGAGTCTGCAACACCCGAAG 
CCGGTGACCCAACCGGGAAGGAGGGAGCCGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAG 
GTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846303|ref|NR_025893.1| Neisseria elongata subsp. elongata strain ATCC 25295 16S ribosomal RNA, 
complete sequence 
CATAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGGACGGCAGC 
GGGGTAGTGCTTGCACTACTGCCGGCGAGTGGCGAACGGGTGAGTAATATATTGGAACGTACCGAGTAAT 
GGGGGATAACCAATCGAAAGATTGGCTAATACCGCATACGCTCTGAGGAGGAAAGCAGGGGACCTTCGGG 
CCTTGCGTTATTCGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGAT 
CAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCG 
GGTTGTAAAGGACTTTTGTTAGGGAAGAAAAAGGAGCGGTTAATACCCGNTTCTGCTGACGGTACCTAAA 
GAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTNATACGTAGGGTGCGAGCGTTAATCGGAATTA 
CTGGGCGTAAAGCGAGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTCAACCTGGGAACTG 
CGTTCTGAACTGGGTAGCTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAG 
AGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCNTGGGATAATACTGACGTTCATGCTCGAAAGCGTG 
GGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGATTAGCTGTTGGGCAGCTT 
GACTGCTTAGTAGCGTAGCTAACGCGTGAAATCGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCA 
AAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTA 
CCTGGTCTTGACATGTACGGAACCTTTCAGAGACGGAAGGGTGCCTTCGGGAGCCGTAACACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTA 
GTTGCCATCATTCAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGT 
CAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAAAGGGTAGCCAAGC 
CGCGAGGCGGAGCCAATCTCATAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAG 
TCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCC 
GTCACACCNTGGGAGTGGGGGATNCCAGAAGTAGGTAGGGTAACCGCAAGGAGCCCGCTTACCACGGTAT 
GCTTCA 


>gi|219846290|ref|NR_025880.1| Lactobacillus paracasei subsp. paracasei strain R094 16S ribosomal RNA, 
partial sequence 

GATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGTTCTCGTTGATGATCGGTGCTTGCACC 
GAGATTCAACATGGAACGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTAAGTGGGGGATA 
ACATTTGGAAACAGATGCTAATACCGCATAGATCCAAGAACCGCATGGTTCTTGGCTGAAAGATGGCGTA 
AGCTATCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGATGA 


TACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGC 
AGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGCTTTC 
GGGTCGTAAAACTCTGTTGTTGGAGAAGAATGGTCGGCAGAGTAACTGTTGTCGGCGTGACGGTATCCAA 
CCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTT 
ATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAAGC 
GCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTA 
GATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCAT 
GGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTAGGTGTTGGAGGGTT 
TCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCAGGTCTTGACATCTTTTGATCACCTGAGAGATCAGGTTTCCCCTTCGGGGGCAAAATGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGAC 
TAGTTGCCAGCATTTAGTTGGGCACTCTAGTAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAG 
ACCGCGAGGTCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGA 
AGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGAGAGTTTGTAACACCCGAAGCCGGTGGCGTAACCCTTTTAGGGAGCGAGCCGTCTAA 
GGTGGGACAAATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACC 


>gi|219846273|ref|NR_025863.1| Abiotrophia defectiva ATCC 49176 strain 
complete sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACCGCGAC 
TAGGTGCTTGCACTTGGTCAAGGTGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTACCTCATAGTG 
GGGGATAACAGTCGGAAACGACTGCTAATACCGCATAGGACATGGNATCACATGATTCAGTGAGGAAAGG 
TGGCGCAAGCTATCGCTAAGAGATGGACCCGCGGTGCATTAGCTAGTTGGTAGGGTAAGGNCCTACCAAG 
GCGATGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTAC 
GGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAA 
GGTCTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACAGCGCATAGAGTAACTGCTATGCGTGTGACGG 
TATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTC 
CGGATTTATTGGGCGTAAAGGGAGTGTAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCG 
TGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGCGGAATTCCATGTGTAGCGGTGAA 
ATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTG 
GAGGGGTTCCACCCTTCAGTGCTGGAGTTAANGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGN 
TGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGGTCTTGACATCCCGACGACCGCTCTAGAGATAGAGTTTTTTTTCGGAACGTCGGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
CTATAACTAGTTGCCAGCATTNAGATGGGGACTCTAGTTAGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAG 
CAGCGAACTNGCGAGGGTAAGCGAATCTCTAAAAGCCATTCTCAGTTCGGATTGTAGTCTGCAACTCGAC 
TACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGT 


GIFU 12707 16S ribosomal RNA, 


>gi|219878127|ref|NR_025266.1| Histophilus somni strain 8025 16S ribosomal RNA, partial sequence 


CTTTCTCTGCTGACGAGTGGCGGACGGGTGAGTAAAGCTTGGGAATCTGGCGAATGGAGGGGGATAGCCA 
CGGGAAACTGTGGGTAATACCGCGTAAGGTCTAAGGACTAAAGGGGTGGGACTGAGAGGCCACCTGCCAT 
TTGATGAGCCCAAGTGGGATTAGGTAGTTGGTGAGGTAAGGGCTCACCAAGCTGACGATCTCTAGCTGGT 
CTGAGAGGATGGCCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCGCAATGGGGGGAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGT 
TCTTTCGGTGATGAGGAAGGCGATTAGTTTAAGAGATTAATTGATTGACGATAATCACAGAAGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATGACTGGGCGTAAA 
GGGCACGCAGGTGGTGACTTAAGTGAGGTGTGAAATCCCCGGGCTTAACCTGGGAACAGCATTTCAGACT 
GGGTGACTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGG 
AATACCGAAGGCGAAGGCAGCCCCTTGGGAAGATACTGACGCTCGAGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGGGATTGGGTGAATACTTGGTGCCC 
GAAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCTAAGAAGCCGCCAGAGATGGTGGTGTGCCTACGGGAGCTTAGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCATGTT 
AGGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGAGGCGAGCCTGCGAGGGTAAG 
CGAAGCTCAGAAAGTACGTCTAAGTCCGGATTGGAGTCTGGAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGTACCAGAAGTAGATAGCTTAA 


>gi|219878119|ref|NR_025258.1| Bacillus odysseyi strain 34hs1 16S ribosomal RNA, partial sequence 


GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACGTTTTGTTG 
GTGCTTGCACCGACTTAACGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGTCTGG 
GATAACTCCGGGAAACCGGGGCTAATACCGGATGATACTTTTTGATTCATGTCAGAAAGTTGAAAGATGG 
TTTACGCTATCGCTACAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCA 
ACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGA 
TTTCGGTTCGTAAAACTCTGTTGTAAGGGAAGAACAAGTACAGTAGTAACTGGCTGTACCTTGACGGTAC 


CTTATTAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGG 
AATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGG 
AGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATG 
CGTAGAGATTTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGG 
GGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGA 
ACCTTACCAGGTCTTGACATCCCATTGACCACTGTAGAGATACAGTTTTCCCTTCGGGGACAACGGTGAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGCGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTTCTTAGTTGCCATCATTTAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAACGGT 
TGCCAACCCGCGAGGGGGAGCTAATCCGATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCT 
ACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCC 
GAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAACCGT 


>gi|219878113|ref|NR_025252.1| Mesorhizobium septentrionale strain SDW 
sequence 
GGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAA 
TCTACCCATCTCTACGGAACAACTCCGGGAAACTGGAGCTAATACCGTATACGTCCTTCGGGAGAAAGAT 
TTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATC 
CATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTAGGG 
TTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCA 
GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGAT 
ACTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGGTATCTCGAGTCCG 
GAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAG 
CAGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGGAAGCTAGCCGTTGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCATT 
AAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGGTCGCGGTTT 
CCAGAGATGGATTCCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTAAGTTGGGCACT 
CTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGG 
CTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAA 
AAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGAT 
CAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTA 
CCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGT 
AACAAGGTAGCCGTA 


014 16S ribosomal RNA, partial 


>gi|219873435|ref|NR_025194.1| Desulfotignum phosphitoxidans strain FiPS3 16S ribosomal RNA, partial 


sequence 
TGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGGGATTGCTTGCAATCCTGAGTAGAG 
TGGCGCACGGGTGAGTAACACGTAGATAATCTACCTTCAAGCCCGGGATAACCCTTCGAAAGGATGGCTA 
ATACCGGATGCAGTTTCAGTACACAAGTGCTGAGATGAAAGATTGCCTCTTCTTGAAAGCAATTGTTTGG 
AGATGAGTTTGCGTACCATTAGCTTGTTGGTGGGGTAAAAGCCTACCAAGGCTGCGATGGTTAGCTGGTC 
TGAGAGGATGATCAGTCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAAT 
TTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCCTTGGGTCGTAAAGCT 
CTGTCAACTGGGAAGAAGTTGTTATTATTTAATAGATGATAGCATTGACGGTACCAGTGGAGGAAGCGCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGGCGCAAGCGTTATTCGGAATTATTGGGCGTAAA 
GGGCGCGTAGGCGGTTCTGTCGGTCAGATGTGAAAGCCCGGGGCTCAACCCTGGAAGTGCATTTGAAACA 
GCAGAACTTGAGTACGGGAGAGGAAAGCGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGG 
AACACCGATGGCGAAGGCAGCTTTCTGGACCGATACTGACGCTGAGGCGCGAAGGCGTGGGTAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGTTCACTAGGTGTAGCGGATATTAAAATTTGCTG 
TGCCGCAGTTAACGCATTAAGTGAACCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTG 
ACATCCTGTGAATCTTCAAGAGATTGAAGAGTGCCTTCGGGAGCACAGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGCAACCCTTATCGTCAGTTGCCAGCG 
CGTAATGGCGGGAACTCTGGCGAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTATATCCAGGGCTACACACGTGCTACAATGGTAGGTACAAAGGGCAGCGAACCCGCGAGGG 
TGAGCGAATCCTCAAAGCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCG 
CTAGTAATCGCGGATCAGCATGCCGCGGTGAATATGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGAAGTTGATTATACCCGACGTCGCTGGGCTAACTGT 


>gi|219857618|ref|NR_025207.1| Hespellia stercorisuis strain PC18 16S ribosomal RNA, partial sequence 


TGGCGGCGTGCTTAACACATGCAAGTCGAGCGAAACACTTAGATCTGATTTCTTCGGAATGAAGAACTTT 
GTGATTGAGCGGCGGACGGGTGAGTAACGCGTGGATAACCTACCTCATACAGGGGGATAACAGTTAGAAA 
TGACTGCTAATACCGCATAAGACCGCGGCACCGCATGGTGCAGTGGTAAAAACTCCGGTGGTATGAGATG 
GATCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCCCACCAAGGCGACGATCAGTAGCCGACCTGAGA 
GGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATTTCGGTATGTAAACTTCTNTC 
AGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGACGGTACGGCAAGTCAGATGT 


GAAAGCTCAGGGCTCAACCCTGGAACTGCATTTGAAACTGTCGAACTAGAGTGTCGGAGAGGTAAGTGGA 
ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACG 
ATTACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGAATACTAGGTGTCAGGGAGCAAAGCTCTTTGGTGCCGCAGCAAACGCATTAAGTATTCCACCTG 
GGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGAAGCAACGCGAAGAACCTTACCTGGTCTTGACATCCTTTTGACCGGTCCGTAATGGGACCTT 
TCCTTCGGGACAAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTATTTTTAGTAGCCAGCATTTCGGATGGGCACTCTAGAGAGACTGCCAGG 
GATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCAGGGCTACACACGTGCT 
ACAATGGCGTAAACAAAGAGAAGCAAAGTCGCGAGGCCGAGCAAATCTCAAAAATAACGTCTCAGTTCGG 
ATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGTCAGTGACCC 
AACCGCAAGGAGGGAGCTGCCGAAGGTGGGACCGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAT 


>gi|219857617|ref|NR_025206.1| Hespellia porcina strain PC80 16S ribosomal RNA, partial sequence 
CGTGCTTAACACATGCAAGTCGAGCGAAACACATAGAACGGATTCTTCGGAAGGAAGGACTTAGTGATTG 
AGCGGCGGACGGGTGAGTAACGCGTGGNTAACCTACCTCATACAGGGGGATAACAGTTAGAAATGGCTGC 
TAATACCGCATAAGACCGCAGCACCGCATGGTGCAGTGGTAAAAACTCCGGTGGTATGAGATGGACCCGC 
GTCTGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCAGTAGCCGACCTGAGAGGGTGAC 
CGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATTTCGGTATGTAAACTTCTATCAGCAGGG 
AAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
GGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTATGGCAAGTCAGATGTGAAAGCC 
CAGGGCTCAACCCTGGGACTGCATTTGAAACTGTCAGACTAGAGTGTCGGAGAGGTAAGTGGAATTCCTA 
GTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATCACTG 
ACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA 
ATACTAGGTGTCAGGGAGCAAAGCTCTTTGGTGCCGCAGCAAACGCATTAAGTATTCCACCTGGGGAGTA 
CGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCTGGTCTTGACATCCTTTTGACCGGTCCGTAATGGGACCTTTCCTTCG 
GGACAAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATTTTTAGTAGCCAGCATTTTAAGATGGGCACTCTAGAGAGACTGCCAGGGATAAC 
CTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCAGGGCTACACACGTGCTACAATG 
GCGTAAACAAAGAGAAGCGAAACCGCGAGGTCAAGCAAATCTCAAAAATAACGTCTCAGTTCGGATTGTA 
GTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTT 
CCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGTCAGTGACCCAACCGT 
AAGGAGGGAGCTGCCGAAGGTGGGACCGATAACTGGGGTGAAGTCGTAA 


>gi|219857610|ref|NR_025199.1| Nocardia pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCG 
AACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GGATATGACCATGGGATGCATGTCTTGTGGTGGAAAGATTTATCGGTGCAGGATGGGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCG 
TGAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
GAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTCGTCGCGTCGATCGTGAAAACCTAC 
CGCTCAACGGTGGGCTTGCGGTCGATACCGGCGGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACG 
CTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTA 
CTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAACGCCTAGAGATAGGTGCCCCCTTGTG 
GTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTATCTTATGTTGCCAGCGCGTTATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCC 
GGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTC 
TGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTG 
TGGAGGGAGCCGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGT 
GCGGCTGGATCACCTCCTTTCT 


>gi|219857543|ref|NR_025131.1| Treponema parvum strain OMZ833 16S ribosomal RNA, partial sequence 
GCTCAGAACGAACGCTGGCGGCGCGTCTTAAGCATGCAAGTCGAACGGCAAGAGGAAAGCTTGCTTTTCT 
CCTAGAGTGGCGGACTGGTGAGTAACACGTGGGTGACGAACCCTCCTGACAGGGATAGCTGGTAGAAATA 
TCAGATAATACCGGATACGAACTCTATAGTTAGAGTATAGAGAGGAAAGGTGCTTTGGCACCGCAGGGGG 
ATCGGCTCGCGGCCTATCAGCTAGTTGGCAGGGTAAAGGCCTGCCAAGGCGACGACGGGTATCCGGCCTG 
AGAGGGTGGACGGACACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATAT 
TCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGGACGATGAAGGCCGAAAGGTTGTAAAGTCCT 
TTTGAACCTGAAGAATAAGTTTAAGAGGGAATGCTTAAGCGGTGACAGAAAGGTTTGAATAAGCAACGGC 
TAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGG 
CATCTAGGCGGTCATTCAAGCTTGGTGTGAAATACCGGGGCTTAACTCCGGGGCTGCATTGAGAACTGGA 
TGACTGGAGTCACTGAAGGGCAACCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAAT 


ACCAATGGCGAAGGCAGGTTACCGGCAGATGACTGACGCTGAAGTGCGAAGGTGCGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCGCACAGTCAACAATGTACACTCGGTGTCCGGCCAAGAGGCTGGGTGCCAAA 
GCAAACGCGATAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGGTACGCGAGGAACCTTACCTGGGTTTGACATACA 
CAGCGATCATATAGAGATATGTGAGCGTAGCAATACGGCTGTGAACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTACCAGCATGTAAA 
GATGGGGACTCTGGCGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGC 
CCTTATGTCCAGGGCAACACACGTGCTACAATGGTCGCGACAGAGTGAAGCGAAGTCGAGAGGCGAAGCA 
AAACGCATAAAAGCGATCGTAGTCCGGATTGGAGTCTGAAACCCGACTCCATGAAGTTGGAATCGCTAGT 
AATCGCACATCAGCACGGTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGA 
GTAAAGGATACCCGAAGCCAGTGGTTCAACCGCAAGGAGGGCGCTGTCGAAGGTATGCTTTGTAAGGGGG 
GTGAAGTCGTAACAA 


>gi|219857527|ref|NR_025115.1| Selenomonas sputigena strain ATCC 35185 16S ribosomal RNA, partial 
sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGACCTTT 
ATTTCGGTAAAGGTGAGAGTGGCAAACGGGTGAGTAACACGTAGGCAACCTGCCGACAGGATGGGGACAA 
CATTCCGAAAGGAATGCTAATACCGAATGGAGTCCGGGGATGGCATCATCCCCGGATAAAAGATGGCCTC 
TGAATATGCTATCGCCTGTCGATGGGCCTGCGTCTGATTAGCCAGTTGGCGGGGTAACGGCCCACCAAAG 
CGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAG 
GTCTTCGGATCGTAAAGCTCTGTTGCACGGGACGAAAACCGAGCTTGAGAATATTGAGTTTGGGTGACGG 
TACCGAGCGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTC 
CGGAATTATTGGGCGTAAAGGGAGCGCAGGCGGACATATAAGTCCATCTTAAAAGTGCGGGGCTCAACCC 
CGTGAGGGGATGGAAACTGTATGCCTTGAGTGCAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAA 
TGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGA 
AAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGAATGCTAGGTGTAGG 
AGGTATCGACCCCTCCTGTGCCGGAGTTAACGCAATAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAA 
GAACCTTACCAGGGCTTGACATTGAGTGAAAGAGCTAGAGATAGCTTCCTCCCTTCGGGGACACGAAAAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCC 
TGTCCTTTGTTGCCAGCGCGTAATGGCGGGAACTCAAAGGAGACTGCCGCGGAGAACGCGGAGGAAGGCG 
GGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGATGGACAGAGG 
GAAGCGAAGGCGCGAGCCGGAGCGGACCCCACAAACCATCCCCCAGTTCGGATTGCAGGCTGCAACCCGC 
CTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCACGGAAGTCATTCACGCCCAAAGCCGGTGGGCCAACCGCAAGGAGGCAGCCG 
TCTAAGGCGGGGGCGATGACTGGGGTG 


>gi|219857499|ref|NR_025087.1| Lactobacillus jensenii strain ATCC 25258 16S ribosomal RNA, partial 
sequence 
TGCCTAATACATGCAAGTCGAGCGAGCTTGCCTATAGAAGTTCTTCGGAATGGAAATAGATACAAGCTAG 
CGGCGGATGGGTGAGTAACGCGTGGGTAACCTGCCCTTAAGTCTGGGATACCATTTGGAAACAGATGCTA 
ATACCGGATAAAAGCTACTTTCGCATGAAAGAAGTTTAAAAGGCGGCGTAAGCTGTCGTAAAGGATGGAC 
TTGCGATGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTGATGATGCATAGCCGAGTTGAGAGA 
CTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCAC 
AATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGT 
TGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGC 
AGGCGGATTGATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAACTGCATCAGAAACTGTCAATCT 
TGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG 
TGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGA 
TACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTCCGCCTCTCAGTGCTGCAG 
CTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTT 
TGACCACCTAAGAGATTAGGTTTTCCCTTCGGGGACAAAGAGACAGGTGGTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTAATAGTTGCCAGCATTAAGTTG 
GGCACTCTATTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTT 
ATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAGCGAACCTGTGAAGGCAAGCGGATC 
TCTTAAAGCTGTTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAGCTGGAATCGCTAGTAATC 
GCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTT 
GTAACACCCAAAGTCGGTGAGGTAACCTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTAGGGTGAA 
GTCGTAACAAGGTAGCCGTAGGAGAA 


>gi|219857435|ref|NR_025023.1| Actinomadura yumaensis strain JCM3369 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACGGGTG 
AGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACAA 
CCATTGGTCGCATGGCCGGGTGGTGGAAAGTTTTTCGGTTGGGCATGGGCTCGCGGCCTATCAGCTTGTT 
GGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCA 
GCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACCGACGAAGCGGAAGTGAC 
GGTAGGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCCACAGCTTAAC 
TGTGGGTCTGCGGTGGATACGGGCAGAC TAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTG 


AAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGT 
GGGGTTCTTCCACGGATTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGC 
GAAGAACCTTACCAAGGCTTGACATCGCCGGAAAACCCGCAGAGATGCGGGGTCCTTTTGGGCCGGTGAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGG 
GGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGG 
CTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTTAGTTCGGATCGAAGTCTGCAACTCGAC 
TTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCGGCTTTTGCCGGGGG 
GAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGTAACAAGGTAACCGT 


>gi|219857434|ref|NR_025022.1| Actinomadura spadix strain JCM3146 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGA 
GTAACACGTGAGTAACCTGCCCTTGGCTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGAC 
ACGTCACTGCATGGTGTGCGTGTGGAAAGTTTTTTCGGCCAGGGATGGGCTCGCGGCCTATCAGCTTGTT 
GGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCA 
GCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCACCACCGACGAAGCGTAAGTGAC 
GGTAGGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCCGTCGCGTCTGCCGTGAAAACCCGAGGCTTAAC 
CTCGGGCCTGCGGTGGATACGGGCGGAC TAGAGGTAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTG 
AAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTTACCTGACGCTGAGGAG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGT 
GGGGTCCTTCCACGGATTCCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGC 
GAAGAACCTTACCAAGGCTTGACATCACCGGAAAACTCGCAGAGATGCGGGGTCCTTTTGGGCCGGTGAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTTCCATGTTGCCAGCAACACCTTCGGGTGGTTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGT 
ACAGAGGGCTGCGAAACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGC 
AACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACTTGTG 
GGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGTAACAAGGTAACCGT 


>gi|219857433|ref|NR_025021.1| Actinomadura oligospora strain ATCC 43269 16S ribosomal RNA, partial 
sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGA 
GTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATGTGAC 
CATTCAACGCATGTTGTGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTT 
GGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCA 
GCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGGGTGACTGAC 
GGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGGTGTGAAAGCCCACGGCTTAAC 
CGTGGGTCTGCATTCGATACGGGCAGACTAGAGGCAGGTAGGGGAGCATGGAATTCCCGGTGTAGCGGTG 
AAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTGCTCTGGGCCTGTACTGACGCTGAGGAG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGT 
GGGGTCCTTCCACGGATTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGC 
GAAGAACCTTACCAAGGCTTGACATCGCCGGAAAACCTGCAGAGATGCAGGGTCCTTTAGTGGGTGGGTG 
ACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGTTCCATGTTGCCAGCACGCTCCTTCGGGGGTGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGC 
CGGTACAGAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCGTAAAGCCGGTCTCAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCAGCAACACCCGAAGCCCGTGGCCCAACCCGT 
AAGGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGTAACAAGGTAACCGT 


>gi|219857427|ref|NR_025015.1| Micromonospora matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCC 
TTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTAGGCTTTGGGATAACCCT 
CGGAAACGGGGGCTAATACCGAATATTACTTGACCTCGCATGGGGTTGGGTGGAAAGTTTTTCGGCCTGG 
GATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCC 
GCGGTAAGACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGC 
GTCGACCGTGAAAACTTGGGGCTCAACCCCAAGCCTGCGGTCGATACGGGCAGGCTAGAGTTCAGTAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 


ACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTTCCTGTGCCGCAGCTAACGCATTAAG 
CGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTTGCAG 
AGATGTAAGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTC 
ACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTC 
TCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAG 
CCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAG 
GTAGCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857425|ref|NR_025013.1| Burkholderia cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGA 
GTGGCGAACGGGTGAGTAATACATCGGAACATGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTA 
ATACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTATAGGGTTGGCCGATGGCT 
GATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTMTGAGAGGACGACCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGA 
AAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGA 
AATCCTTGGCTCTAATACAGTCGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTT 
GCTAARACCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTGACTGGCAGGCTAGAGTATGG 
CAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGG 
CAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGA 
AGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGTCGGAATCCTGAA 
GAGATTCGGGAGTGCTCGAAAGAGAACCGGCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTC 
ACACGTCATACAATGGTCGGAACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACCGATC 
GTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGC 
CGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGT 
GGCTAGTC 


>gi|219857414|ref|NR_025002.1| Actinomadura vinacea strain JCM 3325 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGC 
GAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATAC 
CGGATATGACCACCGGTCGCATGGTGTGGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTAT 
CAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAG 
CCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACCGACGAAGC 
TAACGTGACGGTAGGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCG 
CAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCCGTCGTGAAAGCCCA 
CGGCTTAACTGTGGGTCTGCGGTGGATACGGGCAGACTAGAGGCAGGTAGGGGAGCATGGAATTCCCGGT 
GTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTGCTCTGGGCCTGTACTGAC 
GCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGC 
GCTAGGTGTGGGGTCCTTCCACGGATTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCG 
ACGCAACGCGAAGAACCTTACCAAGGCTTGACATTGCCGGAAAACTCGCAGAGATGTGGGGTCCTTTTTG 
GGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCG 
GTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCT 
GCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACCTT 
GTGGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACG 


>gi|219857378|ref|NR_024966.1| Saccharothrix texasensis strain NRRL B-16134 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCT 
TCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCTG 
GGAAACTAGGTCTAATACCGGATATGACTCCATTAGGCATCTTGTGGGGTGGAAAGTTCCGGCGGTACAG 
GATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCGGGGACGAAGGGCAACTGACGGTACCCGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGC 
GTCGGCTGTGAAAACTTCACGCTTAACGTGGAGCCTGCAGTCGATACGGGCAGACTTGAGTTCGGCAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGACTTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGC 


ACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGAAACCTGCAGA 
GATGTAGGCCTCTTCGGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCCTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCACCGCGTAATGGCGGGGACTCATGGGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCA 
CACATGCTACAATGGCCGGTACAGAGGGCTGCTAAGCCGTGAGGTGGAACGAATCCCACAAAGCCGGTCT 
CAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACNTCACNAAAGTCGGTAACACCCGAAGC 
CCGTGGCCCAACCAGCTTGCTGGGGGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACAAAGTCGTAACA 
AGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219857377|ref|NR_024965.1| Saccharothrix espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCT 
TCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCCGGGATAAGCCTG 
GGAAACTAGGTCTAATACCGGATACGACCCCATGGGGCATCTTGTGGGGTGGAAAGTTCCGGCGGTATGG 
GATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGACGAAGCGTGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAATTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGC 
GTCGGCCGTGAAAACTTCACGCTTAACGTGGAGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGGCTTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGC 
ACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCCGCGG 
AGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGAAACCTGCAGA 
GATGTAGGCCTCTTCGCGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAG 
ACTCCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTC 
ACACATGCTACAATGGCCGGTACAGAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCACAAAGCCGGTC 
TCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACCTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAG 
CCCGTGGCCCAACCCGTAAGGGGGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACAAAGTCGTAACAAG 
GTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219857376|ref|NR_024964.1| Crossiella cryophila strain NRRL B-16238 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCT 
TCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTTGGGATAAGCCTG 
GGAAACTGGGTCTAATACCGGATATGACAACCTTGGGCATCCAGGGTTGTGGAAAGTTCCGGCGGTGCAG 
GATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGTGCCGACGAAGCGAAAGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGC 
GTCGGCTGTGAAAACTCGGGGCTTAACTCTGAGCTTGCAGTCGATACGGGCAGACTTGAGTTCGGCAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGTCATTCCACGGCCTCCGTGCCGCAGCTAACGCATTAAG 
CGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGAAACCTGCAG 
AGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACACATGCTACAATGGCCGGTACAATGGGCTGCTAAGCCGTGAGGTGGAACGAATCCCTAAAAGCCGGT 
CTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAATCGCTAGTAATCGCAGATCAGCAAC 
CCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAA 
GCCCATGGCCCAACCCGTAAGGGGGGGAGTGGTCCAAGGTGGGACTGGCCATTGGGACAAANTCNTAACA 
AGGTANCCTACCCGGAANGTGCNGCTGGA 


>gi|219857375|ref|NR_024963.1| Actinokineospora globicatena strain NRRL B-24048 16S ribosomal RNA, 
partial sequence 
GAGTTTGATCCTGGATCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCT 
TCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCCATACTCTGGGATAAGCCCG 
GGAAACTGGGTCTAATACCGGATATGACCCTGCACCGCATGGTGTGGGGTGGAAAGTTCCGGCGGTATGG 
GATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGC 
GTCCGCCGTGAAAACCTGCAGCTTAACTGTGGGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 


CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGGTGGGTGCTAGGTGTGGGGACCATTCCACGGTTTCCGTGCCGTAGCTAACGCATTAAG 
CACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCATTGGAAACCGGTAG 
AGATATCGGCCCCCTTGTGGCCGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACACATGCTACAATGGCCGGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGT 
CTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCAGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCCGTGAATACNTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACNAAAGTCGGTAACACCCGAA 
GCCCATGGCCCAACCCGCAAGGGGGGGAGTGGTCNAAGGTGGGACTGGCNATTGGGACAAANTCGTAACA 
AGGTANCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219857374|ref|NR_024962.1| Actinokineospora diospyrosa strain NRRL 
sequence 
GAGTTTGATCTTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCT 
TCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCCATACTCTGGGATAAGCCTT 
GGAAACGAGGTCTAATACCGGATATGACTTCCTACCGCATGGTGGGAGGTGGAAAGTTCCGGCGGTATGG 
GATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGC 
GTCGGCCGTGAAAACCTGCAGCTTAACTGTGGGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGGTGGGTGCTAGGTGTGGGGACCATTCCACGGTTTCCGTGCCGTAGCTAACGCATTAAG 
CACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCATTGGAAACCGGTAG 
AGATATCGGCCCCCTTGTGGCCGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACACATGCTACAATGGCCGGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGT 
CTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAA 
GCCCATGGCCCAACTGCTTGCAGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACAAAGTCGTAACA 
AGGTANCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTNT 


B-24047 16S ribosomal RNA, partial 


>gi|219857262|ref|NR_024893.1| Arenibacter latericius strain KMM 426 16S ribosomal RNA, partial sequence 


GATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGCAGCATTTCTAGTTTACTAGGAGATGGC 
GACCGGCGCACGGGTGAGTAACGCGTATAGAATCTGCCCTTTACTGGGGAATAGCCCGAAGAAATTTGGA 
TCAATGCCCCATGGTCCCTTATTGTGGATTCACGATTAGGGTAAAGGTTACGGTAAAGGATGACTATGCG 
TCCCATTAGTTAGTTGGTAGGGTAACGGCCTACCAAGACTGCGATGGGTAGGGGCCCTGAGAGGGGGATC 
CCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGG 
CGAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGTCCTATGGATTGTAAACTGCTTTTATACGGG 
AAGAACCTGGGGCACGTGTGCTCTACTGACGGTACCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCCAT 
TAAGTCAGGGGTGAAAGTCTGCGGCTCAACCGTAGAATTGCCTTTGATACTGGTGGTCTTGAGTTATGGT 
GAAGTAACTAGAATATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAATACCGATTGCGAAGGCA 
GGTTACTAACCATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACGGGATTAGATACCCCGGTAG 
TCCACGCCGTAAACGATGGATACTAGCTGTCCGGCAGCAATGCTGGGTGGCTAAGCGAAAGTGATAAGTA 
TCCCACCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGCTTTAGAG 
ATAGAGTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGG 
TTAAGTCCTATAACGAGCGCAACCCCTGCCGTTAGTTGCCAGCATGTTATGATGGGGACTCTAACGGGAC 
TGCCGGTGCAAACCGCGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACAC 
ACGTGCTACAATGGCCGGTACAGAGAGCAGCCATGTCGCAAGGCAGAGCGAATCTATAAAGCCGGTCACA 
GTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATC 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCC 
GTCACCGCGAGGAGCGGCCTAGGGCAAGATCGGTAACTAGGGCT 


>gi|219857261|ref|NR_024892.1| Idiomarina zobellii strain KMM 231 16S ribosomal RNA, partial sequence 


ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTCTGCTG 
ACGAGCGGCGGACGGGTGAGTAAGACTTGGGAATTTGCCTTTAGGCGGGGGACAACCACTGGAAACGGTG 
GCTAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCTAAAGATGAGCCCAA 
GCGGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGAT 
CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGTG 
AGGAAAGGGTGATAGTTAATANCTATCACAGTTGACGTTAGCCACAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGTAGGCG 
GTGTGTTAAGCTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATAGCATTTAGAACTGGCACGCTAGAGT 
CCTGAAGAGGGTGGTAGAATTTCCAGTGTAGCGGTGAAATGCGTACATATTGGAAGGAATACCGGTGGCG 
AAGGCGGCCACCTGGTCAGAGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 


TGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCATTAAGACGTGAGTAACGCAGCTAACG 
CACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACN 
AGCGGTGGAGCATGTGGTTTAATTCTATTCTTCGCGAACAACCTTACCATCCCTTGACATCCAGTGAATT 
TTCCAGAGATGGATTAGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCGGCTCGGCCGGGAAC 
TCTGGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGG 
ATGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCAGCGAACCTGCGAAGGTAAGCGAATCTCATA 
AAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGA 
TCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGC 
ACCAGAAGTGGTTAGTTTAACCTTCGGGAGAACGATCACCACGGTGTGGTTCATGACTGGGGTG 


>gi|219857260|ref|NR_024891.1| Idiomarina abyssalis strain KMM 227 16S 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTCTGCTG 
ACGAGCGGCGGACGGGTGAGTAATACTTGGGAATTTGCCTTTAGGCGGGGGACAACCACGGGAAACTGTG 
GCTAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCTAAAGATGAGCCCAA 
GCGGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCCTACCTGTTCTGAGAGGATGAT 
CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGACG 
AGGAAGGAGTGTGTGTTAATAGCGCACATTATTGACGTTAGTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGTAGGCG 
GCGTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTTGAACTGGCATGCTAGAGT 
CCTGAAGAGGGTGGTAGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATACCAGTGGCG 
AAGGCGGCCACCTGGTCAGAGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCATTAAGACGTGAGTAACGCAGCTAACG 
CACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGTGAATT 
TTCCAGAGATGGATTAGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTAATGGTGGGAA 
CTCTGGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGG 
GATGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCAGCAAGCCAGCGATGGTTAGCGAATCTCAT 
AAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGG 
ATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTG 
CACCAGAAGTGGTTAGTTTAACCTTCGGGAGAACGATCACCACGGTGTGGTTCATGACTGGGGTG 


ribosomal RNA, partial sequence 


>gi|219857245|ref|NR_024875.1| Aquabacterium commune strain B8 16S ribosomal RNA, partial sequence 


TGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACGCGGGGCAACCTGGCGACGAGTGGCG 
AACGGGTGAGTAATATATCGGAACGTGCCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCG 
CATGAGACCTGAGGGTGAAAGCGGGGGATCGCAAGACCTCGCGCTATTGGAGCGGCCGATATCAGATTAG 
CTAGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATCTGTAGTTGGTCTGAGAGGACGACCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCT 
GATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTCAGGGAAGAAATCCT 
CTGGGTTAATACCTCGGGGGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGCTTTGCAAG 
ACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCAAGGCTAGAGTACGGTAGAGG 
GGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCAATGGCGAAGGCAATCC 
CCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCCTAAACGATGTCAACTGGTTGTTGGACGGCTTGCTGTTCAGTAACGAAGCTAACGCGTGAAGTTGA 
CCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATG 
ATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCAAGAATTCTGCAGAGATG 
TGGAAGTGCTCGAAAGAGAACTTGAACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCC 
GGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTTATGGGTAGGGCTACACACGT 
CATACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCGTAGTC 
CGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCGGT 
GAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCCGCCAGAAGTAGTTAG 
CCTAACCGCAAGGAGG 


>gi|219857244|ref|NR_024874.1| Aquabacterium parvum strain B6 16S ribosomal RNA, partial sequence 


TGAACGCTGGCGGCATGCCTTANACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCG 
AACGGGTGAGTAATGCATCGGAACGTGCCCAGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCG 
CATACGACCTGAGGGTGAAAGGGGGGGATCGCAAGACCTCTCGCTATTGGAGCGGCCGATGTCAGATTAG 
CTAGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATCTGTAGTTGGTCTGAGAGGACGACCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCT 
GATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTCAGGGAAGAAATCTT 
CTGGGTTAATACCTCGGGAGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGCTTTGCAAG 
ACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAAGGCTAGAGTACGGCAGAGG 
GGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCAATGGCGAAGGCAATCC 
CCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCCTAAACGATGTCAACTGGTTGTTGGACGGCTTGCTGTTCAGTAACGAAGCTAACGCGTGAAGTTGA 
CCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATG 
ATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCTAGGAATCTTGCAGAGATG 
TGAGAGTGCTCGAAAGAGAACCTAGANACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTT 


GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATCAGTTGCTACGAAAGGGCACTCTGATGAGACTGCC 
GGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTTATGGGTAGGGCTACACACGT 
CATACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCGTAGTC 
CGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCGGT 
GAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAG 
CCTAACCGCAAGGAGG 


>gi|219857243|ref|NR_024871.1| Aquabacterium citratiphilum strain B4 16S ribosomal RNA, partial sequence 
TGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGCCAGCGCGGGAGCAATCCTGGCGGCGAGTGG 
CGAACGGGTGAGTAATATATCGGAACGTGCCCAGTAGTGGGGGATANCCCGGCGAAAGCCGGATTAATAC 
CGCATACGACCTGAGGGTGAAAGGGGGGGATCGCAAGACCTCTCGCTATTGGAGCGGCCGATATCAGATT 
AGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCTGTAGTTGGTCTGAGAGGACGACCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGNGCAAGC 
CTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTCAGGGAAGAAATC 
CTCTGGGTTAATACCTCGGGGGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGCA 
AGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCACTTGTGACTGCACGGCTAGAGTACGGTAGA 
GGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAAT 
CCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGTCAACTGGTTGTTGGACGGCTTGCTGTTCAGTAACGAAGCTAACGCGTGAAGTT 
GACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGA 
TGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCAAGAATTCTGCAGAGA 
TGTGGAAGTGCTCGAAAGAGAACTTGAANACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTTATGGGTAGGGCTACACAC 
GTCATACAATGGCCGGNACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCAGAAACCCGGTCGTAG 
TCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCG 
GTGGATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTT 
AGCCTAACCGCAAGGAGG 


>gi|219857220|ref|NR_024848.1| Providencia stuartii strain ATCC 29914 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGGGAAGCT 
TGCTTCTCGCTGACGAGCGGCGGACGGGTGAGTAATGTATGGGGATCTGCCCGATAGAGGGGGATAACTA 
CTGGAAACGGTGGCTAATACCGCATAATCTCTTAGGAGCAAAGCAGGGGACCTTAGGGCCTTGCGCTGTC 
GGATGAACCCATATGGGATTAGCTAGTAGGTAAGGTAATGGCTTACCTAGGCGACGATCCCTAGCTGGTC 
TGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCCTAGGGTTGTAAAGTA 
CTTTCAGTCGGGAGGAAGGCGTTGATGTTAATACCATCAACGATTGACGTTACCGACAGAAGAAGCACCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGCACGCAGGCGGTTAATTAAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAATGGCATCTAAGACTG 
GTTAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGA 
ATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTTACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTTCCCTAGAGGAGTGGCTT 
CCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGAC 
ATCCAGAGAATTTAGCAGAGATGCTTTAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGT 
CAACTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGAT 
TCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCAT 
GGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAA 
GCGGAACTCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCT 
AGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATCCATGACT 
GGGGTGAAGTCGTAACAAGGTAGC 


>gi|219857209|ref|NR_024837.1| Anoxybacillus ayderensis strain ABO4 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACGATTCAAAAGCTTGCTTTTGAATCGTTAGCG 
GCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACGGGGATAACACCGAGAAATCGGGTGCTAA 
TACCGGATAACGCGAAAGACCGCATGGTTTTTCGTTGAAAGGCGGCGCAAGCTGTCGCTACAGGATGGGC 
CCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGG 
TGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCA 
ATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTGAAGCTCTGTTGTT 
AGGGAAGAACAAGTACCGCAGTCGCTGGCGGTACCTTGACGGTACCTAACGAGAAAGCCACGGCTAATAC 
GTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAG 
GCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTG 
AGTGCAGAAGAGGAGAGCGGAATTCCAACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGT 
GGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTATCCACCCTTTAGTGCTGTAGC 
TAACGCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCT 
GACAACCCGAGAGATCGGGCGTTCCCCCTTCGGGGGGACAGGGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGACCTTAGTTGCCAGCATTCAG 
TTGGGCACTCTAAGGTGACTGCCGGCTAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCGAACCCGCGAGGGGGAGCCA 


ATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
TTTGCAACACCC 


>gi|219846194|ref|NR_025784.1| Kitasatospora paranensis strain HKI 0190 16S ribosomal RNA, partial 
sequence 
CAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGAAATCTGCC 
CTGCACTCTGGGACAAGCCTTGGAAACCGAGGTTCTAATACCGGATATGACCTGCTCCTGCATGGGGGTG 
GGTGGAAAGCTCCGGCGGTGCAGGATGATCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCA 
AGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATG 
ACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAA 
AGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATAC 
GGGCAGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAG 
GAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTC 
GGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCT 
TGACATACACCGGAAACGGCCAGAGATGGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCA 
TGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTC 
AAATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGGGCTGCGATGCC 
GCGAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGT 
TGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGGGAGGGAGCCGTCGAAGGTGGG 
ACCAGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219846193|ref|NR_025783.1| Kitasatospora terrestris strain HKI 0186 16S ribosomal RNA, partial 
sequence 
CAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGAAATCTGCC 
CTGCACTCCGGGACAAGCCTTGGAAACGAGGTCTAATACCGGATATGACCTTCCTCTGCATGGGGGTTGG 
TGGAAAGCTCCGGCGGTGCAGGATGATCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAC 
GGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAG 
AGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGG 
GCAGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGA 
ACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTTAGGAGCGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGG 
TGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTG 
ACATACGCCGGAAACGTCCAGAGATGGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGGTCTGTGTTGCCAGCATG 
CCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAA 
ATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGC 
GAGGCGGAGCGAATCCCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTG 
GAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGGGAGGGAGCCGTCGAAGGTGGGAC 
CAGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219846192|ref|NR_025782.1| Kitasatospora gansuensis strain HKI 0314 16S ribosomal RNA, partial 
sequence 
CAAGTCGAACGATGAAGCTCTTCGGAGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGAAATCTGCC 
CTGCACTCTGGGACAAGCCTTGGAAACGAGGTCTAATACCGGATATGACCTTCCTCTGCATGGGGGTTGG 
TGGAAAGCTCCGGCGGTGCAGGATGATCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAC 
GGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAG 
AGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGG 
GCAGGCTTGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGA 
ACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGG 
TGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTG 
ACATATACCGGAAACGGCTAGAGATAGTCGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATG 
CCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAA 
ATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGC 
GAGGCGGAGCGAATCCCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTG 
GAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 


ACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCGTAAGGGGAGGAGCCGTCGAAGGTGGG 
ACCAGCGATTGGGACGAAGTCGTAACAAG 


>gi|219846147|ref|NR_025737.1| Mycobacterium canariasense strain 502329 16S ribosomal RNA, partial 
sequence 
TAACTCATGCAAGTCGAACGGAAAGGCCCTTCGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGG 
TGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGACTGCGCTCTTCAT 
GGGGTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGG 
CCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTG 
AGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACAGACGAAGCGCGAGTGACGGTATGTGCAGAA 
GAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTG 
GGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGG 
GCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATA 
TCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGG 
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCT 
TGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTAC 
CTGGGTTTGACATGCACAGGACGCTGGTAGAGATATCAGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTT 
GCCAGCGGGTTATGCCGGGGACTCGTAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCC 
GTGAGGTGGAGCGAATCCTTGTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAG 
TCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAG 
GTGGGATCGGCGATTGGGACGAAGTCGTAACAA 


>gi|219846143|ref|NR_025733.1| Anoxybacillus kestanbolensis strain K4 16S ribosomal RNA, partial sequence 
GGACGAACGCTGGCGGCGTGCCTAATACACGCAAGTCGAGCGGACGAATTGAAAGCTTGCTTTTGATTCG 
TTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACGGGGATAACACCGAGAAATCGGT 
GCTAATACCGGATAACACGAAATGCCGCATGACGTTTCGTTGAAAGACGGCGCAAGCTGTCGCTACAGGA 
TGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGA 
GAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTT 
CCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGCCTTCGGGTCGTAAAGCTCTGT 
TGTTAGGGAAGAACAAGTAACGCAGTAACTGGCGTTACCGTGACGGTACCTAACGAGAAAGCCACGGTTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCG 
CCCAGGCGGTTCTTAAGTCTGATGTGAAAGCCACGGTTCAACCGTGGAGGGTCATTGGAAACTTGGGGGA 
CTTGAGTGCAAAAAAGGAAAGCGGAATTCCCGTTGTAGCGGTGAAATGCGTAAAGATGTGAAGGAACACC 
AGTGGCGAAGGCGGCTCTTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTATCCACCCTTTAGTGCTGT 
AGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
CCTGACAACCCGAGAGATCGGGCGTTCCCCCTTCGGGGGGACAGGGTGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGACCTTAGTTGCCAGCATT 
CAGTTGGGCACTCTAAGGTGACTGCCGACTAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCGAACCCGCGAGGGGGAG 
CCAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTA 
GTAATCGCGGATCATCATGCCGCGGTGAATACGTTCCCGGGCCTTG 


>gi|219846103|ref|NR_025693.1| Amycolatopsis pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial 
sequence 
AGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAACCACTTTCGGGTGGGGATGAGT 
GGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGAGGTCTAA 
TACCGGATATCACAACTTCTCGCATGGGGAGTTGTTGAAAGTTCTGGCGGTGCAGGATGAACCCGCGGCC 
TATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGA 
AGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAATC 
TCCACGCTTAACGTGGAGCGTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTG 
GGCGCTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCCAGAGATGGGGCTTCCCT 
TGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTTATGGCGGGGACTCGTGGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGC 
AGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAA 


>gi|219846059|ref|NR_025649.1| Leptotrichia goodfellowii strain LB57 16S ribosomal RNA, partial sequence 


GAGTTTGATYCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCGATGGGGAAGAATTA 
ACTTGTTAATTTGGTAACCATGGCGGACGGGTGAGTAACGCGTAAAGAACTTACCTTTCAGACTGGGATA 
ACAGAGGGAAACTTCTGATAAGACCGGATATAATTAATTGATTGCATGAGAGATTAATGAAAAGAGATGC 
TGAAAGAGAGCTTTGCGTCCTATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGATGATAGGTAGCC 
GGCCTGAGAGGGTGGACGGCCACAAGGGGACTGAGATACGGCCCTTACTCTTACGGGAGGCAGCAGTGGG 
GAATATTGGACAATGGAGGAGACTCTGATCCAGCAATTCTGTGTGCACGAAGAAGGTTTTCGGATTGTAA 
AGTGCTTTCAGTGGGGAAGAAGGAAGTGACGGTACCCACAGAAGAAGCGACGGCTAAATACGTGCCAGCA 
GCCGCGGTAATACGTATGTCGCGAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTAGGCGGACGAT 
CAAGTCAGGGGTGAAAACTTGCGGCTCAACTGTAAGCTTGCCTTTGAAACTGATTGTCTAGAGTATTGGA 
AAGGTGGGCGGAACTACACGAGTAGAGGTGAAATTCGTAGATATGTGTAGGAATGCCGATGATGAAGATA 
GCTCACTGGACGATAACTGACGCTGAAGTGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCTAGCTGTAAACGATGATCACTGGGTGTGGGCAGGAAGACTGTCTGTGCCGAAGCAAATGCGATAAGT 
GATCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGATCTTGACATCCTACGAACATGTATGAG 
GATACATGGTGCCTTCGGGAACGTAGAGACAGGTGGTGCATGGCTGTCGACAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTACCATCATTAAGTTGGGGACTCTAGCGGG 
ACTGCCTGCGAAGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGATCTGGGCTAC 
ACACGTGCTACAATGGGCAGTACAAAGAGGAGCGAGATAGTGATATGGAGCGAATCTTGAAAGCTGTTCT 
AAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCAATGT 
TGCGGTGAATACGTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGTTTGCACCTGAAGTT 
ACTGGTCTAACTTAGGAGGAAGGTACCTAAGGTGTGAATAGTGATTGGGGTGAAGTCGTAACAGGGTATC 
CGTACCGGAAGGTGC 


>gi|219846058|ref|NR_025648.1| Leptotrichia shahii strain LB37 16S ribosomal RNA, partial sequence 


GAGTTTGATYCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCTTTGGCGAAGCTGCG 
CTTGCGCAGACGAGCCAAGGCGGACGGGTGAGTAACGCGTAAGGAACTTGCCCTGCAGACAGGGATAACA 
GACGGAAACGACTGACAAGACCTGATACAGTTGCCGGCACGCATGTGCCTGGCGATGAAAGGAGACGCTG 
CAGGAGAGCCTTGCGTCCTATTAGCTTGTTGGCGGGGTAATGGCCCACCAAGGCGATGATAGGTAGCCGG 
CCTGAGAGGGTGGACGGCCACAAGGGGACTGAGATACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGGGCAACCCTGATCCAGCAATTCTGTGTGCACGAAGAAGGTTTTCGGATTGTAAAG 
TGCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGCGACGGCTAAATACGTGCCAGCAGC 
CGCGGTAATACGTATGTCGCGAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTAGGCGGCCCTGTA 
AGTCTAGGGTGAAAACCTGCGGCTCAACCGCAGGCCTGCCCCGGAAACTACAGGGCTAGAGTGCTGGAGA 
GGTGGACGGAACTGCACGAGTAGAGGTGAAATTCGTAGATATGTGCAGGAATGCCGATGATGAAGATAGT 
TCACTGGACGGCAACTGACGCTGAAGTGCGAAAGCTAGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CTAGCTGTAAACGATGATTACTGGGTGTGGGCATGAAGAGTGTCCGTGCCGAAGCTAATGCGATAAGTAA 
TCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGATCTTGACATCCTGCGAAGGCCTGCGAGAG 
CAGGCCGTGCCTTCGGGAACGCAGAGACAGGTGGTGCATGGCTGTCGACAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCCTATCGCTAGTTGCCATCATTAGGTTGGGGACTCTAGCGAGAC 
TGCCTGCGAAGAGCAGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGATCTGGGCTACAC 
ACGTGCTACAATGGCCGGTACAAAGAGCTGCCAGGCGGCAACGCCAAGCGAATCTTTAAAGCCGGTCCAA 
GTTCGGATTGAAGCCTGCAACTCGGCTTCATGAAGCTGGAATCGCTAGTAATCGCAGATCAGCAATGCTG 
CGGTGAATACGTTCTCGGGTCTTGTACACACCGCCGTCACACCACGAGAGTTGTCTGCACCTGAAGCCGC 
CGGTCCAACCGAAAGGAGGAAGGCGTCTAAGGTGTGGACAGTGATTGGGGTGAAGTCGTAACAAGGTATC 
CGTACCGGAAGGTGC 


>gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii strain LB23 16S ribosomal RNA, partial sequence 


GAGTTTGATYCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCTTTGGCGAATCTGTG 
CTTGCACAGGCTAGCCAAGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTGCAGACAGGGATAACA 
GACGGAAACGACTGACAACACCTGATACAGTTGCCGGCACGCATGTGCCCGGCAATGAAAAGAGATGCTG 
CGGGAGAGCTTTGCGTCCTATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCGATGATAGGTAGCCGG 
CCTGAGAGGGTGAACGGCCACAAGGGGACTGAGATACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGGGCAACCCTGATCCAGCAATTCTGTGTGCACGAGGAAGGTTTTCGGATTGTAAAG 
TGCTTTCAGCAGGGAAGAAGGAAGTGACGGTACCTGCAGAAGAAGCGACGGCTAAATACGTGCCAGCAGC 
CGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTAGGCGGCCAGGCA 
AGTCTGGGGTGAAAACTTGCGGCTCAACCGCAAGCCTGCCCTGGAAACTGCCTGGCTAGAGTGCTGGAGA 
GGTGGACGGAACTGCACGAGTAGAGGTGAAATTCGTAGATATGTGCAGGAATGCCGATGATGAAGATAGT 
TCACTGGACGGCAACTGACGCTGAAGTGCGAAAGCTGGGGGAGCRAACAGGATTAGATACCCTGGTAGTC 
CCAGCCGTAAACGATGATTACTGGGTGTGGGCATGAAGAGTGTCCGTGCCGAAGCAAATGCGATAAGTAA 
TCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGATCTTGACATCCCACGTATGCCTGCGAGAG 
CGGGCAGTGCCTTCGGGAACGTGGAGACAGGTGGTGCATGGCTGTCGACAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCCTATCGCCAGTTGCCATCATTAAGY TGGGGACTCTGGCGAGAC 
TGCCTGCGAAGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGATCTGGGCTACAC 
ACGTGCTACAATGGCCGGTACAGAGAGCTGCGAGGCGGCAACGCCCAGCGAATCTTCAAAGCCGGTCCAA 
GTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCTGGAATCGCTAGTAATCGCAGATCAGCAATGCTG 
CGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGTCTGCACCTGAAGCTG 
CCGGTCTAACCGCAAGGAGGAAGGCATCTAAGGTGTGGACAGTGATTGGGGTGAAGTCGTAACAAGGTAT 
CCGTACCGGAAGGTGC 


>gi|219878173|ref|NR_025312.1| Defluvibacter lusatiensis strain S1 16S 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAG 


ribosomal RNA, partial sequence 


TAACGCGTGGGAATCTACCTTTTGCTACGGAATAACTCAGGGAAACTTGTGCTAATACCGTATGTGCCCT 
TCGGGGGAAAGATTTATCGGCAAAGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAAAGGCTCAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGATCGATCAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCTAATACTGT 
CGATCTCGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTCGGGCAGTTTACTGTTCGGTGGC 
GCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACAT 
CCCGATCGCGGACAGTGGAGACATTGTCCTTCAGTTAGGCTGGATCGGTGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCCTTA 
TTCAGTTAGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTC 
GAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGC 
TAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGTTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCG 
ACTGGGGTG 


>gi|219878156|ref|NR_025295.1| Aeromonas salmonicida subsp. smithia strain AS20/1/1 16S ribosomal RNA, 
partial sequence 
GAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACAGGCAAGTCGAGCGGCAGCGGGAA 
AGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGGATCTGCCCAGTCGAGGG 
GGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCT 
TTTGCGATTGGATGAACCCAGGTGGGATTAGCTAGTTGGTGGGGTAATAGCTCACCAAAGCGACGATCCC 
TAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGT 
TGTAAAGCACTTTCAGCGAGGAGGAAAGGTTGGCGCCTAATACGTGTCAACTGTGACGTTACTCGCAGAA 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCAT 
TTAAAACTGTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGA 
TCTGGAGGAATACCGGTGGCGAAGGCGGCTCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGAG 
ACGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATGCGATGCAACGCGAAGAACCTTACCT 
GGCCTTGACATGTCTGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATCAGAACACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTT 
GCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCTA 
GCGATAGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGT 
CGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTG 
ATTCATGACTGGGGTGAAGTCGTAACAAGGTACCC 


>gi|219857383|ref|NR_024971.1| Rhodopseudomonas faecalis strain gc 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGGCGTAGCAATACGTCAGTGGCAGACGGG 
TGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACTGAGGGAAACTTCAGCTAATACCGGATAAG 
CCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGRGGTAATGGC 
YCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAA 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGSGAAASCCTGATCCAGCCATGCCGCGTGA 
GTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTA 
AAGGGTGCGTAGGCGGGTTTCTAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGATA 
CTGGAAGTCTTGAGTATGGCAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCA 
AGAACACCAGTGGCGAAGGCGGCTCACTGGGCCATTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTAGTGGGTTTACTCACTAG 
TGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTG 
ACATGTCCAGGACCGGTCGCAGAGATGTGACCTTCTCTTCGGAGCCTGGAGCACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTAC 
CATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGATGCTAAGGGGCGACC 
CCTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATC 
GCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTTGGTTTTACCTGAAGGTAGTGCGCTAACCCGCAAGGGAGGCAGCTAACCACGGTAGGGTCAG 
CGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219856868|ref|NR_024687.1| Umezawaea tangerina strain MK27-91F2 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGA 
GCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCTGGGAAACTAGGTCT 
AATACCGGATATGACACTTCATCGCATGGTGTGGTGTGGAAAGTTCCGGCGGTACAGGATGGACCCGCGG 


CCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACTGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAC 
GAAGCGCAAGTGACGGTACCTACAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCTGTGAAA 
ACCTACAGCTTAACTGTGGGCCTGCAGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATA 
CTGACGCTGAGGAGC GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGG 
TGGGTGCTAGGTGTGGGGGACTTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGAAACATCCAGAGATGGGTGCCCCG 
CAAGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTTATGGTGGGGACTCATGGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGCCGGTACAAAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCATAAAGCCGGTCTCAGTTCGGATCGG 
GGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCCCAACC 
CGCAAGGGGGGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGT 


>gi|219856867|ref|NR_024686.1| Lentzea waywayandensis strain JCM 9114 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGA 
GCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCTTGGAAACGAGGTCT 
AATACCGGATACGACACTTGATCGCATGATCTGTTGTGGAAAGTTCCGGCGGTATGGGATGGACCCGCGG 
CCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAC 
GAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAA 
ACTTGGGGCTTAACTCCAAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGACA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGG 
TGGGTGCTAGGTGTGGGGGGCTTCCACGCCCTCTGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTAGAAACCACTAGAGATATTGCCCCCC 
TTGTGGCCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTAATGCCGGGGACTCATGGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAA 
TGGCCGGTACAAAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCATAAAGCCGGTCTCAGTTCGGATCG 
GGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCTCAAC 
CCGCAAGGGGGAGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCG 
GAAGGT 


>gi|219846510|ref|NR_026102.1| Clostridium papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 
GCTGGCGGCGTGCCTAACACATGCAAGNCGAGCGGAGTAGAGTGTNAGCTTTCTTGTGAGTAACTTAGCG 
GCGGACGGGTGAGTAACGCGTGGGCAACCTGCCTGTTACAGGGGGATAACACAGGGAAACTTGTGCTAAT 
ACCGCATAACACNNCGAGAAAGCAGTTTTCTTGTTGTCAAAGGAGCAATCCGGTAANAGATGGGCCCGCG 
TCCAATTAGCTAGTTGGTGATGTAACGGACCACCAAGGCGACGATTGGTAGCCGAACTGAGAGGTTGATC 
GGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
GGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGTTTTCGGATTGTAAACTTCTTTAGTCAGGGA 
CGAATAAATGACGGTACCTGAAGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
TGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGAATGTAAGTCAGATGTGAAATC 
CCAGAGCTTAACTCTGGAGCTGCATCTGAAACTATGTTTCTTGAGTGCCGGAGAGGAAAGCGGAATTCCT 
AGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGGTAACT 
GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATG 
GATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACACAATAAGTATCCCACCTGGGGAG 
TACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAAT 
TCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATAATAGTGAATACGGTAGAGATATCGTAGTCCTT 
CGGGACACTATTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTGTTGCTAGTTGATAACATTAAGATGATCACTCTAGCGAGACTGCCGGTGATAAAT 
CGGAGGAAGGTGGGGACGACGTGAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTACTACAATGG 
CTATAACAGAGGGAAGC TAAGCTGCAAAGTGGAGCAAATCCCCAAAAATAGTCCCAGTTCAGATTGTGGG 
CTGCAACCCGCCCACATGAAGTCGGAATTGCTAGTAATGGCAGGTCAGCATACTGCCGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCTGCAACACCCGAAGTCGATAGTCTAACCGCAA 
GGAGGACGTCGCCGAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 
CGGCTGGATCACCTCCTTTCT 


>gi|219846381|ref|NR_025972.1| Pseudomonas balearica strain SP1402 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGTCCTTCGGGATGCCGGCGAGCGGC 
GGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACTCGGGGAAACTCGAGCTAATACC 
GCATACGTCCTACGGGAGAAAGCGGGGGATCTTCGGACCTCGCGCTACCAGATGAGCCTAGGTCGGATTA 
GCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACAC 


TGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCC 
TGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGC 
AGTAAGTTAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCC 
GCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGATAA 
GTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGTCTGGCTAGAGTATGGCAGAG 
GGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACC 
ACCTGGGCTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGTCGACTAGCCGTTGGGATCCTTGAGATCTTAGTGGCGCAGCTAACGCATTAAGTC 
GACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCAGAGAACTTTCCAGAGA 
TGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTAAGGTGGGCACTCTAAGGA 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTA 
CACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGAT 
CGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATG 
TCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAG 
TAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGAGTGATTCATGACTGGGGTG 


>gi|219878491|ref|NR_025251.1| Sinorhizobium americanum strain CFNEI 156 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAG 
TAACGCGTGGGAATCTACCCTTTTCTACGGAATAACGCAGGGAAACTTGTGCTAATACCGTATGAGCCCT 
TCGGGGGAAAGATTTATCGGGAAAGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGG 
GTGTCTAGAGTCCGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCAGTTTACTGTTCGGTGGC 
GCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACAT 
CCCGATCGCGGATACGAGAGATCGTATCCTTCAGTTCGGCTGGATCGGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCA 
TTTAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTC 
GAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGC 
TAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGTTCTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGGTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACC 


>gi|219878490|ref|NR_025629.1| Rhodovarius lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial 
sequence 
TAGAGTTTGATTATGGCTCAGAGTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGATGCTTC 
GGCATTAGTGGCGGACGGGTGAGTAACGCGTAGGAACGTATCCACGGGTGGGGGATAACGCTGGGAAACT 
GGCGCTAATACCGCATGATGCCTGAGGGCCAAAGCTTTAGCGCCTGTGGAGCGGCCTGCGTACGATTAGC 
TTGTTGGTGGGGTAATGGCCTACCAAGGCTACGATCGTTAGCTGGTCTGAGAGGACGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACAGGGACGATGATGAC 
GGTACCTGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTA 
CTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCTGTTTGGTAAGTTGGGCGTGAAATTCCTGGGCTTAAC 
CTGGGGGCTGCGTCCAAGACTGCCTGACTTGAGGATGGAAGAGGCTCGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCGAGCTGGTCCATTACTGACGCTGAGGCG 
CGATAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGTGCTGGATGT 
TGGGGTTCCTAGAACTTCAGTGTCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGGGCTTGACATGGGTAGGCTAGGTTCAGAGATGGACTTTCCCCGCAAGGGGCCTACT 
GCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCTCTTCTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGGTACTGCCGGTGACAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACA 
GTGGGATGCCAGGTCGCGAGGCCGAGCGGATCCCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACT 
CGGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGTGGCTGCGCTAASCGCAAGGGGGCAG 
GTCACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGAGCCGTAGGGGAAC 


>gi|219878489|ref|NR_025628.1| Viridibacillus arenosi strain LMG 22166 16S ribosomal RNA, partial 
sequence 

GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATGATGAAGAAGCTTGCTTCTTCTGATT 
TAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTAGTAGATTGGGATAACTCCGGGAAACCGGGG 
CTAATACCGAATAATCCATTTTGTCACATGGCAAAATGCTGAAAGGCGGTTTCGGCTGTCACTACTAGAT 
GGGCCCGCGGTGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCAACGATGCATAGCCGACCTGAG 
AGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 


CACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGT 
TGTAAGGGAAGAACAAGTACGTTAGTAACTGAACGTACCTTGACGGTACCTTATTAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCG 
CGCAGGTGGTTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGA 
GACT TGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACA 
CCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCT 
GCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CCCAATGACCGCTCTAGAGATAGAGTTTTCCCTTCGGGGACATTGGTGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCATCATT 
TAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGATACAAAGAGTCGCTAACTCGCGAGGGTATG 
CTAATCTCATAAAATCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTA 
GTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGA 
GAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTATGGAGCCAGCCGCCGAAGGTGGGATAGATGATT 
GGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878488|ref|NR_025627.1| Viridibacillus arvi strain LMG 22165 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATGATGAAGAAGCTTGCTTCTTCTGATT 
TAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTAGTAGATTGGGATAACTCCGGGAAACCGGGG 
CTAATACCGAATAATCCATTTTGTCACATGGCAAAATGCTGAAAGGCGGTTTCGGCTGTCACTACTAGAT 
GGGCCCGCGGTGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGCATAGCCGACCTGAG 
AGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGT 
TGTAAGGGAAGAACAAGTACGTTAGTAACTGAACGTACCTTGACGGTACCTTATTAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCG 
CGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAG 
ACTTGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACAC 
CAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTG 
CAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CCAATGACCGCTCTAGAGATAGAGTTTTCCCTTCGGGGACATTGGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCATCATTT 
AGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTGCTACAATGGACGATACAAAGAGTCGCTAACTCGCGAGGGTATGC 
TAATCTCATAAAATCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAG 
TAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 
AGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTATGGGGCCAGCCGCCGAAGGTGGGATAGATGATTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878487|ref|NR_025626.1| Bacillus humi strain LMG 22167 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATTTTTGGGAGCTTGCTCCCAAAGGTTA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCT 
AATACCGGATAATATATGAGAYCACATGGTCTTATATTAGAAGATGGCTTTTAGCTATCACTTACAGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGTCTTCGGATCGTAAAGCTCTGTT 
GTTAGGGAAGAACAAGTATCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCG 
CGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGG 
ACTTGAGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACAC 
CAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTG 
CAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CTTATGCCATCCCTAGAGATAGGGCTTTCCCTTCGGGGACATAAGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTT 
AGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCGAAACCGCGAGGTTAAGC 
GAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 
AGTTTGTAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878486|ref|NR_025625.1| Enterococcus italicus strain LMG 21727 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTTGAACGCTTCTTTCTTATCGAACTTCGGTTCACCA 
AGAAAGAAGAGTAGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGCGGGGGATAACACTTGGA 
AACAGGTGCTAATACCGCATAATACTTTTTCTCTCATGAGTGAAAGTTGAAAGGCGCTTTTGCGTCACTG 
ATGGATGGACCCGCGGTGCATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCAACGATGCATAGCCGA 
CCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAA 


CTCTGTTGTTAGAGAAGAACAAGGATGAGAAGAGAATGTTCATCCCTTGACGGTATCTAACCAGAAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA 
AAGCGAGCGCAGGCGGTTCTTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAA 
CTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGA 
GGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTC 
AGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCT 
TGACATCCTTTGACCRCTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAT 
CATTTAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTTGCGAAGTCGCGAGGC 
TAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATC 
GCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATAGATG 
ATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878485|ref|NR_025624.1| Streptomyces catenulae strain DSM 40258 16S ribosomal RNA, partial 
sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGG 
ATACGACCACCGACCGCATGGTCTGGTGGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGA 
GAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGG 
GCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAAC 
TAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACACTGGAGACAGTGTCCCCCTTGTGG 
TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA 
ATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAA 
CCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219878484|ref|NR_025623.1| Streptomyces tubercidicus strain DSM 40261 16S ribosomal RNA, partial 
sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGG 
ATACGACTACCGACCGCATGGTCTGGTGGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGA 
GAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGG 
GCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAAC 
TAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGG 
TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA 
ATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATATCAAAAAGCCGGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAA 
CCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTACGGCTAC 
CGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219878483|ref|NR_025622.1| Streptomyces rimosus subsp. paromomycinus strain DSM 41429 16S ribosomal 
RNA, partial sequence 

AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGG 
ATACGACACGGGATCGCATGATCTCCGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 


TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGG 
GCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAAC 
TAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGG 
TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA 
ATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAA 
CCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCCT 


>gi|219878482|ref|NR_025621.1| Streptomyces chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial 
sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGG 
ATACGACACGGGATCGCATGATCTCCGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGG 
GCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAAC 
TAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGG 
TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA 
ATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAA 
CCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219878481|ref|NR_025620.1| Streptomyces sclerotialus strain DSM 43032 16S ribosomal RNA, partial 
sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGCTTCGGTGGTGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGG 
ATACGACACGGGATCGCATGGTCTCCGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGG 
GCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAAC 
TAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGG 
TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA 
ATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAA 
CCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219878480|ref|NR_025619.1| Streptomyces niger strain DSM 43049 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGCTTCGGTGGTGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGG 
ATACGACACACGACCGCATGGTCTGTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCA 


GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGG 
GCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAAC 
TAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGG 
TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA 
ATGGTCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCGATCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAA 
CCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219878479|ref|NR_025618.1| Streptomyces olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
partial sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGCTTCGGTGGTGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGG 
ATACGACACACGACCGCATGGTCTGTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGG 
GCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAAC 
TAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGG 
TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA 
ATGGTCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCGATCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAA 
CCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219878478|ref|NR_025617.1| Streptomyces violens strain DSM 40597 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGG 
ATATGACACACCACCGCATGGTCTGTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCGGG 
GCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAAC 
TAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCACTGGAGACAGTGCCCCCCTTGTGG 
TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA 
ATGGTCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCGATCTCAGTGCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAA 
CCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219878477|ref|NR_025616.1| Streptomyces purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, 
partial sequence 

AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGG 


ATACGACACACGACCGCATGGTCTGTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGG 
GCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAAC 
TAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCACTGGAGACAGTGCCCCCCTTGTGG 
TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA 
ATGGTCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCGATCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAA 
CCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219878475|ref|NR_025614.1| Brevibacterium picturae strain LMG 22061 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCTCTGGTGCTTGCACCGGGGTGG 
ATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTTCGGGATAAGCCCGGGAAACTGG 
GTCTAATACCGGATATGACCGTTCCTCGCATGAGGGATGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTC 
GCGGCCTATCAGCTAGATGGTGGGGTAATGGCCCACCATGGCGACGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGNCCACACTGGGNCTGAGACNCGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGGGAAANNNTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAG 
GGAAGAAGCCACCTTTGGTGGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTGGTCACGT 
CTGCTGTGGAAACGCAACGCTTAACGTTGCGCGTGCAGTGGGTACGGGC TGACTAGAGTGCAGTAGGGGA 
GTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACT 
CTGGGCTGTAACTGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTG 
CCCCGCCTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCAGACCGGGCTGGAA 
ACAGTCCTTCCCCTTTGGGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATAGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTT 
CACGCATGCTACAATGGCTGGTACAGAGAGATGCGAGACCGTGAGGTTTTAGCGAATCCCTTAAAGCCAG 
TCTCAGTTCGGATCGTAGTCTGCAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGA 
AGCCGGTGGCCCAACCCCCTTGTGGGGAGGGGGCCGTCTAAGGTGGGACTGGCAATTGGGACTAAGTCGT 
AACAAGGTAGCCGTACCGGAAGG 


>gi|219878474|ref|NR_025613.1| Arthrobacter mysorens strain DSM 12798 16S ribosomal RNA, partial sequence 
CTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGG 
TGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGACTCTGGGATAAGCCCGGGAAAC 
TGGGTCTAATACCGGATATGACCATGGAACGCATGTTTTGTGGTGGAAAGATTTATCGGTGGGGGATGGA 
CTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
TAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGC 
CGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG 
GCATTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCG 
TAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCAGACCGCTCCAGAGATGG 
GGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGC 
ATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGA 
TGGCCTAACCACCTTGTGTGGGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGG 
TAGCCGTACCGGAAGGTGCGG 


>gi|219878472|ref|NR_025611.1| Arthrobacter arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 
CTGGCTCAGGAYGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGG 
TGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGACTCTGGGATAAGCCCGGGAAAC 


TGGGTCTAATACCGGATATTACCTCTTGCCGCATGGCAGGTGGTGGAAAGATTTATCGGTGGGGGATGGA 
CTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
TAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGC 
CGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG 
GCATTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCG 
TAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCAGACCGCTTCAGAGATGG 
AGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGC 
ATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGA 
TGGCCTAACCACCTTGTGTGGGGGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACTA 


>gi|219878471|ref|NR_025610.1| Shewanella decolorationis strain S12 16S ribosomal RNA, partial sequence 
GCAGGCCTAACACATGCAAGTCGAGCGGCAGCACAAGTGAGTTTACTCATGAGGTGGCGAGCGGCGGACG 
GGTGAGTAATGCCTAGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATA 
CGCCCTACGGGGGAAAGGAGGGGACCTTTTGGCCTTCCGCGATTGGATGAACCTAGGTGGGATTAGCTAG 
TTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATG 
CAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAAGGTTGTAA 
GTTAATACCTTGCAGCTGTGACGTTACCTACAGAAGAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGTTAAGCGAG 
ATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTCGAACTGGCAAACTAGAGTCTTGTAGAGGGGGG 
TAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTG 
GACAAAGACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGTCTACTCGGAGTTTGGTGTCTTGAACACTGGGCTCTCAAGCTAACGCATTAAGTAGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCNAGAGATGGAT 
TGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGCGTAATGGCGGGAACTCTAGGGAGACTG 
CCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACAC 
GTGCTACAATGGCGAGTACAGAGGGTTGCAAAGCCGCGAGGTGGAGCTAATCTCACAAAGCTCGTCGTAG 
TCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGT 
AGCTTAACCTTCGGGAGGGCGCTCACCACTTTGTGGTTCATGACTGGG 


>gi|219878470|ref|NR_025609.1| Streptococcus equi subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, 
partial sequence 
GTGCTTGCACTAGACTGATGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTGATAGCGGGGGA 
TAACTATTGGAAACGATAGCTAATACCGCATAAAAGCCAATGACCCATGTCATTGGCTTGAAAGAAGCAA 
ACGCTTCACTATGAGATGGACCTGCGTTGTATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGA 
TACATAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTC 
GGATCGTAAAGCTCTGTTGTTAGAGAAGAACAGTGATGGGAGTGGAAAGTCCATCATTTGACGGTAACTA 
ACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATT 
TATTGGGCGTAAAGCGAGCGCAGGCGGTTTAATAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTAT 
GCTTTGGAAACTGTTAAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTA 
GATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGAGTGCTAGGTGTTAGGCCCTT 
TCCGGGGCTTAGTGCCGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCAGGTCTTGACATCCCGATGCTATTCTTAGAGATAAGAAGTTACTTCGGTACATTGGAGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGT 
TAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAG 
CCGGTGACGGCAAGCTAATCTCTGAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGA 
AGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCGTTAAGGAGCCAGCCGCCTAAGG 
TGGGATAGAT 


>gi|219878469|ref|NR_025608.1| Roseisalinus antarcticus strain EL-88 16S ribosomal RNA, partial sequence 
TGGCGGCAGGCTTAACACATGCAAGTCGAGCGAGATCTTCGGATCTAGCGGCGGACGGGTGAGTAACGCG 
TGGGAACGTACCTTTCTCTACGGAATAGTCCCGGGAAACTGGGTTTAATACCGTATACGCCCTTCGGGGG 
AAAGATTTATCGGGGAAAGATCGGCCCGCGTCTGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCT 
ACGATCAGTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGTGTGATGAAGGC 


CTTAGGGTCGTAAAGCACTTTCGCTGGGGAAGATAATGACTGTACCCAGTAAAGAAACCCCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTA 
GGCGGACTATCCAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTAGTAGTCTT 
GAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGT 
GGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCAGGGGGCTTGCCCTTTGGTGACACACCTA 
ACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTGTG 
ACCGCCAGAGAGATTTGGTTTCCCTTCGGGGCACAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGTTCGGCTGGGC 
ACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACG 
GGTTGGGCTACACACGTGCTACAATGGTAGTGACAATGGGTTAATCCCAAAAAGCTATCTCAGTTCGGAT 
TGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCCGTGCGCCAA 
CCTTTACAGGGGGCAGCGGACCACGGTGAGCTCAGCGACTGGGTGAAGTCGTAACAAGGTAGCCGTAGGG 
GAACCTGCGGCTGGATCACCT 


>gi|219878468|ref|NR_025607.1| Loktanella fryxellensis strain LMG 22007 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCACGCCTAACACATGCAAGTCGAGCGGGAACTTCGGTTCTAGCGGCGGACGGGTT 
AGTAACGCGTGGGAACGTACCTTTTGCTTCGGAATAGCCTCGGGAAACTGGGAGTAATACCGGATGTGCC 
CTTTGGGGGAAAGATTTATCGGCAAGAGATCGGCCCGCGTCTGATTAGATAGTTGGTGGGGTAATGGCCT 
ACCAAGTCTGCGATCAGTAGCTGGTTTGAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCGATGCCGCGTGAGT 
GACGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGATTGATAAGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCCAAAACT 
ATTTGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCAGGGGGCTTGCCCTTTGGTG 
ACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGAC 
ATCCTCTGACCGCCCGGGAGACCGGGTTTTATCGTAAGATACAGAGTGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCATCATT 
CAGTTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATG 
GCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCATCTACAGTGAGTTAATCTCCAAAAGATGTCTC 
AGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGGCC 
GTGCGCTAACCCGTAAGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGT 
AGCCGTAGGGGAACC 


>gi|219878467|ref|NR_025606.1| Helcococcus sueciensis strain CCUG 47334 16S ribosomal RNA, partial 
sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTTGAACGTGATTTTATAGAC 
AGATTTCTTCGGAATGACGATTATAAATGAAAGTAGCGAACGGGTGAGTAACACGTGAGAAACCTGCCTT 
TCACAAAGGGATAGCCTCGGGAAACCGGGATTAATACCTTATGATACATAGAAATCGCATGATANCTATG 
TTAAAGATTTTATCGGTGAAAGATGGTCTCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAG 
GCGATGATCAGTAGCCGGATTGAGAGGTTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGTACGATGAA 
GATCTTCGGATTGTAAAGTACTGTCCTTGGTGAAGATAATGACTGTAACCAAGAAGCAAGCCCTGGCTAA 
ATACGTGCCAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTAC 
GTAGGCGGTTATTTAAGTCTAAATTAAAAGGCATTGGCTCAACCAATGTAAGGTTTAGATACTGGATAAC 
TTGAGTAGATGAGGGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCA 
ATGGCGAAGGCAACTTTCTGGAATCAAACTGACGCTGAGGTACGAAGGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCAGTAAACGATGAGTGCTAGATGTTGGGAGTCAAATCTCAGTGTCGCAGCTA 
ACGCAATAAGCACTCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGC 
ACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATATACATG 
AAAATCCTAGAGATAGGATCCTCTCTTCGGAGACGTGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTCGTCTTTAGTTACCAGCAAGTAAAGTTG 
GGGACTCTAGAGATACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTAT 
ATGTCTTGGGCTACACACGTGCTACAATGGTCTGAACAAAGCGCAGCGAACTCGTGAGGGTAAGCAAATC 
GCAGAAAACAGATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAGTTGCTAGTAATC 
GTGGATCAGAATGCCACGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTG 
GCAATACCCGAAGTCGTCGAGCTAACCTTTTAGGAGGCAGACGCCGAAGGTAGGGTCAATAACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATC 


>gi|219878466|ref|NR_025605.1| Woodsholea maritima strain CM243 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGAAGGCTTAACACATGCAAGTCGAGCGCACCTTCGGGTGAGCGGCAGACGGGTGAG 
TAACGCGTGGGAACATGCCTATCGGTACGGAATAGCCTCGGGAAACTGGGAGTAATACCGTATACGTCCT 
AAGGGAGAAAGATTTATCGCCGATAGATTGGCCCGCGTTAGATTAGCTTGTTGGTGAGGTAATGGCTCAC 
CAAGGCGACGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATTCCGCGTGAATGA 
TGAAGGCCTTAGGGTTGTAAAATTCTTTCAGCTGGGAAGATAATGACTGTACCAGCAGAAGAAGCCGCGG 


CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGATTATCAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTCAAAACTGA 
TAGTCTAGAATCCAGGAGAGGTGTGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGAGGCGAAGGCGACACACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGTTGTCAGGCAGCATGCTGTTTGGTGAC 
GCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTGCTCTTGACAT 
CCTCATCGCGGTTACCAGAGATGGTTTCCTTCAGTTCGGCTGGATGAGTGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCGTTAGTTGCCAGCA 
GGTTTGGCTGGGCACTCTAACGGGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTACGAGCAGGGCTACACACGTGCTACAATGGCAGTGACAGAGAGCTAATCTCTAAAAGCTG 
TCTCAGTTCGGATTGTCTTCTGCAACTCGAAGGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCAT 
GCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTATTACCCGAC 
GACGCTGCGCTAACCTTTTAGGAGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAA 
GGTAGCCGTAGGGGAACCTGC 


>gi|219878465|ref|NR_025604.1| Algoriphagus antarcticus strain LMG 21980 16S ribosomal RNA, partial 
sequence 
GATGAACGCTAGCGGCAGGCCTAATACATGCAAGTTGAACGGTAGATTACTTTCGGGTAGTTGAGAGTGG 
CGAACGGGTGCGTAACGCGTATGCAACCTACCCTATACAGGGGGATAGCCCGGAGAAATCTGGATTAATA 
CCCCATAGTACTATGATGAGGCATTTTGTTATAGTTAAAGATTCATCGGTATAGGATGGGCATGCGTCTG 
ATTAGCTAGTTGGCGGTGTAACGGACCACCAAGGCTACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCC 
ACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAG 
AGTCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTCTGCGTTGTAAACTGCTTTTATCTGGGAAGA 
AAAAGCCCCTGCGGGGGAAATTGCCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTATTTAAGT 
CAGTGGTGAAAGACTCCGGCTCAACCGGAGCAGTGCCATTGATACTGGATAGCTTGAGTATTGGAGGGGT 
ACATGGAATTGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTA 
CTGGCCAATAACTGACGCTGATGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGATGATTACTCGCTGTTATGCTCTTGTAGTGTAGCGGCCAAGCGAAAGCGTTAAGTAATCC 
ACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAGGGAATGTATTGGAGACAGT 
ACAGTCAGCAATGACCCGAAACAAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTAATGGTGGGGACTCTAGACAGACTGC 
CTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAGGTCATCATGGCCCTTACGCCCAGGGCGACACACG 
TGCTACAATGGCGCATACAGCGGGTAGCTACCTGGCAACAGGATGCCAACCTCTAAAAGTGCGTCTCAGT 
TCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCG 
GTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGGCAGT 
AACCGTCAAGGAGCTGTTTAGGGTAGAACCGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGA 
AGG 


>gi|219878464|ref|NR_025603.1| Algoriphagus chordae strain LMG 21970 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGTATATTACTTTCGGGTAATAGAGAGTGG 
CGAACGGGTGCGTAACGCGTATGCAACCTACCCTATACAGGGGGATAGCCCGGAGAAATCTGGATTAATA 
CCCCATGGTATCATTGAACCGCATGGTTTGATGCTTAAAGATTCATCGGTATAGGATGGGCATGCGTCTG 
ATTAGCTAGTTGGCGGTGTAACGGACCACCAAGGCTACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCC 
ACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAG 
AGTCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTCTGCGTTGTAAACTGCTTTTATCTGGGAAGA 
AAATGCCCTTGCGAGGGAAATTGCCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTATTTAAGT 
CAGTGGTGAAAGACTCCGGCTCAACCGGAGCAGTGCCATTGATACTGGATAGCTTGAGTATTGGAGGGGT 
ACATGGAATTGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTA 
CTGGCCAATAACTGACGCTGATGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGATGATTACTCGCTGTTATGTCTTTATGATGTAGCGGCCAAGCGAAAGCGTTAAGTAATCC 
ACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAGGGAATGTACTGGAGACAGT 
ACAGTCAGCAATGACCCGAAACAAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTAATGGTGGGGACTCTAGACAGACTGC 
CTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAGGTCATCATGGCCCTTACGCCCAGGGCGACACACG 
TGCTACAATGGCGCATACAGCGGGTAGCTACCTGGCAACAGGATGCCAACCTCTAAAAGTGCGTCTCAGT 
TCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCG 
GTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTTGGGTAGACCTGAAGGCAGT 
AACCGTTAAGGAGCTGTTTAGGGTAGAACCGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGA 
AGG 


>gi|219878463|ref|NR_025602.1| Algoriphagus aquimarinus strain LMG 21971 16S ribosomal RNA, partial 
sequence 

GATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGTAGATTACTTTCGGGTAATTGAGAGTGG 
CGAACGGGTGCGTAACGCGTATGCAACCTACCCTATACAGGGGGATAGCCCGGAGAAATCTGGATTAATA 
CCCCATGGTACCAAGTTGAGGCATTTTGATTTGGTTAAAGATTCATCGGTATAGGATGGGCATGCGTCTG 
ATTAGCTAGTTGGCGGTGTAACGGACCACCAAGGCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCC 
ACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAG 
AGTCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTCTGCGTTGTAAACTGCTTTTATCTGGGAAGA 


AAATGCCCTTGCGAGGGAAATTGCCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTATTTAAGT 
CAGTGGTGAAAGACTCCGGCTCAACCGGAGCAGTGCCATTGATACTGGATAGCTTGAGTATTGGAGGGGT 
ACATGGAATTGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTA 
CTGGCCAATAACTGACGCTGATGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGATGATTACTCGCTGTTATGCCCTTGTGGTGTAGCGGCCAAGCGAAAGCGTTAAGTAATCC 
ACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAGGGAATGTATTGGAGACAGT 
ACAGTCAGCAATGACCCGAAACAAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTAATGGTGGGGACTCTAGACAGACTGC 
CTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAGGTCATCATGGCCCTTACGCCCAGGGCGACACACG 
TGCTACAATGGCGCATACAGCGGGTAGCTACCTGGTAACAGGATGCCAACCTCTAAAAGTGCGTCTCAGT 
TCGGATTGAGGTCTGCAACTCGACCTCATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCG 
GTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTTGGGTAGACCTGAAGGCAGT 
AACCGTTAAGGAGCTGTTTAGGGTAGAACCGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGA 
AGG 


>gi|219878462|ref|NR_025601.1| Algoriphagus winogradskyi strain LMG 21969 16S ribosomal RNA, partial 
sequence 
GATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGTATATTACTTTCGGGTAATAGAGAGTGG 
CGAACGGGTGCGTAACGCGTATGCAACCTACCCTATACAGGGGGATAGCCCGGAGAAATCTGGATTAATA 
CCCCATAGTATCATTGRRCTGCATGGTTTAATGATTAAAGATTCATCGGTATAGGATGGGCATGCGTCTG 
ATTAGCTAGTTGGCGGTGTAACGGACCACCAAGGCTACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCC 
ACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAG 
AGTCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTCTGCGTTGTAAACTGCTTTTATCTGGGAAGA 
AAATGCCCCTGCGGGGGAAATTGCCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTATTTAAGT 
CAGTGGTGAAAGACTCCGGCTCAACCGGAGCAGTGCCATTGATACTGGATAGCTTGAGTATTGGAGGGGT 
ACATGGAATTGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTA 
CTGGCCAATAACTGACGCTGATGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGATGATTACTCGCTGTTATGGCTTTATGTTGTAGCGGCCAAGCGAAAGCGTTAAGTAATCC 
ACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAGGGAATGATTTGGAGACAGA 
TCAGTCAGCAATGACCCGAAACAAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTCAAGGTGGGGACTCTAGACAGACTGC 
CTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAGGTCATCATGGCCCTTACGCCCAGGGCGACACACG 
TGCTACAATGGCGCATACAGCGGGTAGCTACCTGGCAACAGGATGCCAACCTCTAAAAGTGCGTCTCAGT 
TCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCG 
GTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGGCAGT 
AACCGTCAAGGAGCTGTTTAGGGTAGAACCGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGA 
AGG 


>gi|219878461|ref|NR_025600.1| Sutterella stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 
GGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCACAGGGAGCTTGCTCCTGGGTGGCGAGTGGCGCA 
CGGGTGAGTAATACATCGGAACGTGTCCTATTGTGGGGGATAACTGTCGGAAAGGGTGGCTAATACCGCA 
TAAGACCTGAGGGTGAAAGCGGGGGATCGCAAGACCTCGCGCAATTGGAGCGGCCGATGCCCGATTAGCT 
AGTTGGTGAGGTAATAGCTTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGA 
TCCAGCCATGCCGCGTGCAGGATGAAGGTCTTCGGATTGTAAACTGCTTTTGTCAGGGACGAAAAGGATT 
GTGCTAATACCATGATCTGCTGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCTGTAAGAC 
AGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGTGACTGCAGGACTAGAGTTCATCAGAGGGG 
GGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGGCGAAGGCAGCCCCC 
TGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCCTAAACGATGTCTACTGGTTGTTGGGGATTAATATCCTTGGTAACGAAGCTAACGCGTGAAGTAGACC 
CCCTGGGGAGAGCGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGAT 
GTGGATTAATTCGATGCAACGCGAAAAACCTTACGTAGCCTTGACATGCCAGGAATCCTGAAGAGATTTG 
GGAGTGCCCGCAAGGGAATCTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGCAAGAGCACTCTAATGAGACTGCCGG 
TGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGCTAGGGCCTCACACGTCA 
TACAATGGTCGGAACAGAGGGCAGCGAAGCCGCGAGGTGGAGCAAATCCCAGAAAACCGATCGTAGTCCG 
GATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGA 
ATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGTTCACCAGAAGACGTTTGTC 
TAACCGTAAGGAAGGACGGCGTCCACGGTGGGTTTCATGACTGGGGTGAAGTCGT 


>gi|219878460|ref|NR_025599.1| Belliella baltica strain BA134 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGGATTTGAGACTTCGGTTTTGATGAGAGT 
GGCGCACGGGTGCGTAACGGCGTATGCAACCTACCTATTACAGGGGGATAGCCCGGGGAAACCCGGATTA 
ATACCCCATGGTATTATGAGCAGGCATCTGTTTATAATTAAAGATTTATCGGTAATAGATGGGCATGCGT 
AGGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTATGATCCTTAGGGGTTCTGAGAGGAAGGTCC 
CCCACACTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGAC 
GAGAGTCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTATGCGTTGTAAACTGCTTTTATACGGGA 
AGAAAAGGCCCATGCGTGGGACATTGCCGGTACCGTATGAATAAGCACCGGCTAACTCCGTGCCAGCAGC 


CGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGGAATTTA 
AGTCAGCGGTGAAAGTTCAGGGCTCAACCCTGAAATTGCCATTGATACTGGATTTCTTGAGTGTCGATGG 
GGTACATGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAGGAACACCGATAGCGAAGGCATT 
GTACTTATCGATAACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGATTACTCGCTGTTATGCCCTTGAGGTGTAGTGGCCAAGCGAAAGCGTTAAGTAA 
TCCACCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTAGAATGTGAAGGAATGATTTAGAGAT 
AGATCAGTCAGCAATGACCTGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCAGGTTAAGCTGGGGACTCTAACAAGAC 
TGCCTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCGGGGCGACAC 
ACGTGCTACAATGGCGCATACAGCGGGTAGCTACCTGGCAACAGGATGCCAACCTCTAAAAGTGCGTCTC 
AGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGC 
GCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGCC 
GGTAACCGCAAGGAGCCGTTTAGGGTAGAACCGGTAACTGGGGCT 


>gi|219878459|ref|NR_025598.1| Arsenicicoccus bolidensis strain CCUG 47306 16S ribosomal RNA, partial 
sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGG 
GTGAGTAACACGTGAGTAACCTGCCCTTCACTCTGGGATAACTCCGGGAAACCGGGGCTAATACTGGATA 
TGACTCCTCCTCGCATGGGGTGGGAGTGGAAAGCTTTTGTGGTGGAGGATGGACTCGCGGCCTATCAGCT 
TGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCTCTGAAGAAGCGAAAG 
TGACGGTAGGAGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGC 
GTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGTTTGTCGCGTCTGCGGTGAAATCCCAACGCT 
TAACGTTGGGCTTGCCGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGC 
GGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATAACTGACACTGA 
GAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAG 
GTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGC 
AACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACATTCAGAGATGGGTGCCCCGCAAGGTCGG 
TGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTAC 
AAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAA 
CTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGG 
GGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|219878458|ref|NR_025597.1| Flavobacterium frigoris strain R-9014 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAGAGTTAGCTTGCTAACTTGAGACCGG 
CGCACGGGTGCGTAACGCGTATGCAATCTACCTTTCACAAAGGGATAGCCCAGAGAAATTTGGATTAATA 
CCTTATAGTATTATAGAATGGCATCATTTTGTAATTAAAGATTTATCGGTGAAAGATGAGCATGCGTCCC 
ATTAGCTAGTTGGTATGGTAACGGCATACCAAGGCTACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCC 
ACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCA 
AGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTATACAGGAAGA 
AACACCTCTACGTGTAGAGACTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTCAGATAAG 
TCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGTCTGACTTGAATTATTAGGAAG 
TAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTT 
ACTACTAATATATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGGATACTAGCTGTTGGGAGCAATCTCAGTGGCTAAGCGAAAGTGATAAGTATCCCAC 
CTGGGGAGTACGAACGCAAGTTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGATTGACCGTTTTGGAAACAGAA 
CTTTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGT 
CCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACGAGACTGCCAG 
TGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGC 
TACAATGGCCGGTACAGAGAGCAGCCACTGGGCGACCAGGAGCGAATCTACAAAACCGGTCACAGTTCGG 
ATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACC 
GCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219878457|ref|NR_025596.1| Methylocella tundrae strain T4 16S ribosomal RNA, partial sequence 
CATGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCCCTAGCAATAGGGAGTGG 
CAGACGGGTGAGTAACACGTGGGAACATGCCTTTCGGTTCGGAACAACTCGGGGAAACTTGAGCTAATAC 
CGGATACGCCCTTTGGGGGAAAGATTTATTGCCGAAAGATTGGCCCGCGTCTGATTAGCTAGTTGGTGAG 
GTAACGGCCCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACA 
CGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATG 
CCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCTGGGAAGATAATGACGGTACCAGGAG 
AATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTAC 
TGGGCGTAAAGCGCACGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGC 
CTTTGATACTGGGGATCTCGAGTCCGGGAGAGGTGAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGA 
TATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGG 


GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTAGGCAGCTTG 
CTGCTTAGTGGCGCAGTTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACC 
AGCTCTTGACATGTCTCGTTTGGTTTCCAGAGATGGATTCCTTCAGTTCGGCTGGCGAGAACACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCT 
TAGTTGCCATCATTTAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGA 
CGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCGG 
AGGGGCGACCCCGAGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGA 
AGGTGGAATCGCTAGTAATCGTAGATCAGAACGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGTTTTCTTAACCGCAAGGAGAGAGGCGACCACGGT 
AGGGTCAGCGACTGGG 


>gi|219878456|ref|NR_025595.1| Bacillus gelatini strain LMG 21880 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACGGAAGGAGAGCTTGCTCTCTGGAAGT 
TAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTCATAGATGGGGATAACACCGAGAAATCGGTG 
CTAATACCGAATAATAGAGCGGAGCGCATGCTCCGCGCTTGAAAGTCGGCTTTGAGCTGACACTATGAGA 
TGGGCCCGCGGCGCATTAGCTAGTAGGTGAGGTAACGGCTCACCTAGGCGACGATGCGTAGCCGACCTGA 
GAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTT 
CGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTG 
TTGTCAGGGAAGAACAAGTACGAGAGTAACTGCTCGTACCTTGACGGTACCTGACCAGAAAGCCACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGCGGTTCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGG 
AACTTGAGTGCAGGAGAGAAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACA 
CCAGTGGCGAAGGCGGCTTTTTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTTCCACCCTCAGTGCTGA 
CGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
TCTGACCACTTGAGAGATCAAGCTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCA 
GTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCGAAACCGCAAGGTGGAGCC 
AATCCCAAAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGG 
GTGAAGTCGTAACAA 


>gi|219878455|ref|NR_025594.1| Erysipelothrix inopinata strain 143-02 16S ribosomal RNA, partial sequence 
GGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAGTTCGAAACTAGCTTGCTAG 
ATTCGAAACTTAGTGGCGAACGGGTGAGTAATACATAAGCAACCTGCCTCTATGCCTGGGATAACAGATG 
GAAACGTCTGCTAATACCGGATACGTTAATCGAAGACATCTTCGATTAATTAAAGTTGGGATACAACACA 
AAGAGATGGGCTTATGGCGCATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACGATGATGCGTAGCCG 
ACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGG 
AATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAA 
GCTCTGTTGTAAGGGAAGAACAAGTATGAGAGGGAATGCTCGTACTATGACGGTACCTTACCAGAAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTA 
AAGGGAGCGCAGGCGGTTTATTAAGTTTATGGTGAAAGTTCGGGGCTTAACCCCGTGATGCCATAGAAAC 
TGGTAGACTAGAGTGCAGGAGAGGTTAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAG 
GAACACCAGTGGCGAAGGCGGCTAACTGGCCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAAT 
AGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGGATACTAAGTGTTGGATAGAATTCAGTGCTGT 
AGTTAACGCAATAAGTATCCCGCCTGGGGAGTATGCGCGCAAGCGTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATAC 
CGCGCAAAAGCATAGAGATATGTAATAGTTATGGCGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTCAGTTACCATCATTAAGTTGGGG 
ACTCTGGAGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATG 
ATCTGGGCTACACACGTACTACAATGGCGTATACAGAGGGAAGCGAAGCAGTGATGTGGAGCGAATCTCA 
GAAAGTACGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCG 
GATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCAAACCATGAGAGTTGGTA 
ATACCCGAAGCCGGTGGCCTAACCCTGTAAAGGGAGGGAGCCGTCGAAGGTAGGACCGATGATTGGGGTT 
AAGTCGTAACAAGGTATCCCTACCGGAAGGTGGG 


>gi|219878454|ref|NR_025593.1| Oceanisphaera litoralis strain DSM 15406 16S ribosomal RNA, partial 
sequence 
GGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGGGTAGCTTGCTAC 
TTTGCTGACGAGCGGCGGACGGGTGAGTAAGGCTTGGGTATCTGCCCAGTCGTGGGGGATAACCATTGGA 
AACGATGGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGATCTTCGGACCTTTCGCGATTGGATG 
AGCCCAAGTGAGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGA 
GGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTC 
AGTGGTGAGGAAAGGTGAACGGCGAATACCCGTTGACTGTGACGTTAACCACAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCAC 
GCAGGCGGTTTGTTAAGCCAGATGTGAAAGCCCCGAGCTCAACTCGGGAACCGCATTTGGAACTGGCAAA 
CTAGAGTCTTGGAGAGGGGGGTAGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAATACC 
AGTGGCGAAGGCGGCCCCCTGGCCAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 


GATACCCTGGATGTCCACGCTGTAAACGATGTCAACTTGAAGTCTGTGCCTTAGAGCGTGGGTTTCGGAG 
CTAACGCGTTAAGTTGACCGCCTGGGGACTACGGCCGCAACCTTAAAACTCAAATGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAG 
CGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACGCTGATACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTC 
GGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCT 
TACGGGTAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCCAACCAGCGATGGTGAGCGAAT 
CCCAAAAAGCGCGTCGTAGTCCGGATCGGTGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAAT 
CGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGTTGCTCCAGAAGTAGATAGCTTAACCTTCGGGGGGGCGTTTACCACGGAGTGATTCATGACTGGGGTG 
AAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGT 


>gi|219878453|ref|NR_025592.1| Planococcus maitriensis strain S1 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGATCTT 
GGAGCTTGCTCCAGGATCTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGA 
TAACTCCGGGAAACCGGTGCTAATACCGAATAGTTTGCGGCCTCTCATGAGGCCACACGGAAAGACGGTT 
TCGGCTGTCACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCAAC 
GATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTT 
TCGGATCGTAAAACTCTGTTGTGAGGGAAGAACAAGTACCAACTAACTATTGGTACCTTGACGGTACCTC 
ACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGG 
GTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGT 
AGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGT 
TTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCAGGTCTTGACATCCCGCTGACCGCCTTGGAGACAAGGCTTTCCCTTCGGGGACAGCGGTGACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGA 
TCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGTCGC 
GAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCA 
TGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCACGAGAGTTTGTAACACCC 


>gi|219878452|ref|NR_025591.1| Bacillus soli strain R-16300 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATCWTTGGGAGCTTGCTCCCATTGGTTA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCT 
AATACCGGATAATTCTTTTCCTCTCATGAGGAAAAGCTGAAAGTCGGTTTCGGCTGTCACTTACAGATGG 
GCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCA 
CAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTTG 
TTWGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGAC 
TTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCA 
GTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCA 
GCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCT 
CTGACACTCCTAGAGATAGGACGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAG 
TTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCAAAACCGCGAGGTTAAGCGA 
ATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
TTTGTAACACCCGAAGTCGGTGGGGTAACCGTAAGGAGCCA 


>gi|219878451|ref|NR_025590.1| Bacillus vireti strain R-15447 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATCWTTGGGAGCTTGCTCCCAWTGGTTA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCT 
AATACCGGATAATCCATTTCCTCTCATGAGGAAATGCTGAAAGTCGGTTTCGGCTGACACTTACAGATGG 
GCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCRACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCA 
CAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTTG 
TTAGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGAC 
TTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCA 
GTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCA 
GCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCT 


CTGATACTCCTAGAGATAGGACGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAG 
TTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGTCGCAAAGCCGCAAGGTCTAGCCA 
ATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
TTTGTAACACCCGAAGTCGGTGGGGTAACC 


>gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia strain SNG49 16S ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGG 
TGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATAC 
GACCTGTCACCTCATGGTGGCGGGTGGAAAGTTTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTAGT 
TGGTGGGGTAAAGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGC 
AGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCCCAGT 
TCTCTGGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAA 
AGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTA 
CCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACG 
TTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTT 
AATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACCTGCAGAGATGTGGGGTCA 
TTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTATTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTAC 
AATGGCCGGTACAATGGGCGTGCGATACCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGCCT 
AACCCTTCGGGGAGGGAATGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTA 
CCGGAAGGTGCGGCTGG 


>gi|219878449|ref|NR_025588.1| Pseudomonas proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTC 
TTGAGAGCGGCGGACGGGTGAGTGATTCCTGGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGG 
ACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCT 
AGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATG 
ATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTG 
GGAGGAAGGGCAGTAAATTAATACTTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTG 
TGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGG 
TGGTTAGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGA 
GTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGG 
CGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAA 
CGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAA 
CTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGG 
CACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCC 
ACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGC 
GAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT 
TGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGGATCACC 


>gi|219878448|ref|NR_025587.1| Pseudomonas meridiana strain CMS 38 16S ribosomal RNA, partial sequence 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTC 
TTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGG 
ACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCT 
AGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCCGTAACTGGTCTGAGAGGATG 
ATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTG 
GGAGGAAGGGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTG 
TGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGG 
TGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGA 
GTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGG 
CGAAGGCGACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAA 
CGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAA 
CTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGG 


CACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCC 
ACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGGGTGAAGTCGGAATCGCTAGTAATCGC 
GAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT 
TGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGGTACCACGGTGTGATTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219878447|ref|NR_025586.1| Pseudomonas antarctica strain CMS 35 16S ribosomal RNA, partial sequence 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTC 
TTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGG 
ACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCT 
AGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCCGTAACTGGTCTGAGAGGATG 
ATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTG 
GGAGGAAGGGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTG 
TGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGG 
TGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGA 
GTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGG 
CGAAGGCGACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAA 
CGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAA 
CTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGG 
CACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCC 
ACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGC 
GAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGCAGTGGGT 
TGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219878446|ref|NR_025585.1| Aeromonas simiae strain IBS S6874 16S ribosomal RNA, partial sequence 
CAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAGAGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGAC 
GGGTGAGTAATGCCTGGGAAATTGCCCAGTTGTGAGGGATAACTACTGGAAACGGTGGCTAATACCGCAT 
ACGCCCTACGGGGGAAAGCAGGGGACCTTCGGGCCTTGCGCGATTGGATATGCCCAGGTGGGATTAGCTT 
GTTGGTGAGGTAATGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGAT 
GCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTGGT 
AGCTAATAACTGCCAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGGACAAGTTA 
GATGTGAAAGCCCCGGGCTCAACCTGGGAATAGCATTTAAAACTGTCCGGCTAGAGTCTTGTAGAGGGGG 
GTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCT 
GGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAATCGACC 
GCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCTGGAACCTTGTAGAGATACG 
AGGGTGCCTTCGGGAATCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAAGGAGACT 
GCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACA 
CGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCTAAAAGCGCGTCGTA 
GTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGA 
TAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGATTCATGACTGGGGTG 


>gi|219878444|ref|NR_025583.1| Stella vacuolata strain DSM 5901 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAATGGCTTCGGCCATTAGTGGCGCACGGG 
TGAGTAACGCGTGGGAATCTGCCCAGCAGTGGGGGATAACCTCGGGAAACTGAGGCTAATACCGCATACG 
CCCCTCGGGGGAAAGGCTTGCTGCTGCTGGAGGAGCCCGCGTCGGATTAGGTAGTTGGTGGGGTAACGGC 
CTACCAAGCCTGTGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGA 
GTGATGAAGGCCTTCGGGTTGTAAAGCTCTTTCGCCCACGACGATGATGACGGTAGTGGGAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATGACTGGGCGTA 
AAGGGCGCGTAGGCGGCGCATCAAGTCGGGCGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGTTCGAGA 
CTGGTGTGCTAGAGTTCGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGA 
AGAACACCGATGGCGAAGGCAGCTCTCTGGACCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGACGTTGGGACCCCTAGGGTTTCA 
GTGTCGCCGCTAACGCATGAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTT 
GACATGGGACGTTTGAGCCGGAGAGATCTGGTTCTTCAGTTCGGCTGGCGTCCACACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTCAGTTGC 
CATCGGGTAGGGCCGGGCACTCTGAGGAAACTGCCGGTGACAAGCCGGAGGAAGGCGGGGATGACGTCAA 
GTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTAGGAAGCAATGGGGC 
GACCCGGAGCCAATCCACTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTGCATGAAGCTG 


GAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTTGGTTTTACCTGAAGCCGGTGGGC TAACCGCAAGGAGGCAGCCGACCACGGTAGGGT 
CAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219878443|ref|NR_025582.1| Stella humosa strain DSM 5900 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAATGGCTTCGGCCATTAGTGGCGCACGGG 
TGAGTAACGCGTGGGAATCTGCCCAGCAGTGGGGGATAACCTCGGGAAACTGAGGCTAATACCGCATACG 
CCCCTCGGGGGAAAGGCTTGCTGCTGCTGGAGGAGCCCGCGTCGGATTAGGTAGTTGGTGGGGTAACGGC 
CTACCAAGCCTGTGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGA 
GTGATGAAGGCCTTCGGGTTGTAAAGCTCTTTCGCCCACGACGATGATGACGGTAGTGGGAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATGACTGGGCGTA 
AAGGGCGCGTAGGCGGCGCATCAAGTCGGGCGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGTTCGAGA 
CTGGTGTGCTAGAGTTCGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGA 
AGAACACCAATGGCGAAGGCAGCTCTCTGGACCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGACGTTGGGACCCCTAGGGTTTCA 
GTGTCGCCGCTAACGCATGAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCTCTT 
GACATGGGAAGTTTGGGTCTGAGAGATCGGGTCCTTCAGTTCGGCTGGCTTCCACACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTCAGTTGC 
CATCAGGTAGGGCTGGGCACTCTGGGGAAACTGCCGGTGACAAGCCGGAGGAAGGCGGGGATGACGTCAA 
GTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTAGGACGCAATGGGGC 
GACCCGGAGCCAATCCACTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTGCATGAAGCTG 
GAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTTGGTTTTACCTGAAGCCGGTGGGCTAACCGCAAGGAGGCAGCCGACCACGGTAGGGT 
CAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219878442|ref|NR_025581.1| Labrys monachus strain VKM B1479 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCTGCAAGGGGAGCGGCAGACGGGTGAG 
TAACGCGTGGGGATGTGCCCAGAGGTGGGGAATAACTGTGGGAAACTACAGCTAATACCGCATGAGCCCT 
TCGGGGGAAAGATTTATCGCCTTTGGATCAACCCGCGTCAGATTAGCTAGTTGGTAGGGTAATGGCCTAC 
CAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGACGGCCTTAGGGTTGTAAAGCTCTTTTAACAGGGACGATAATGACGGTACCTGTAGAATAAGCCCCGG 
CAAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGATTGTTAAGTCGGGGGTGAAATCCTGAGGCTCAACCTCAGAACTGCCTTCGATACTGG 
CGATCTTGAGTTCGGAAGAGGTTGGTGGAACAGCTAGTGTAGAGGTGAAATTCGTAGATATTAGCTAGAA 
CACCAGTGGCGAAGGCGGCCAACTGGTCCGACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTCGGGGAGCTTGCTCTTCGGTGGC 
GCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACAT 
CCCGGTCGCGGGTTCCAGAGATGGGACCCATCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCCTAGTTGCCAGCA 
TTGAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGGAGGGGTGACCCC 
GAGCAAATCTCAAAAAGCCGTCTCAGTTCAGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGC 
TAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGSCCGTCACACCAT 
GGGAGTTGGTTTTACCCGAAGGTGCTGCGCCAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAAGCCCGTATGGGAACCTGC 


>gi|219878441|ref|NR_025580.1| Bacillus galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial 
sequence 
ACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATTTGATGGGAGCTTGCTCCCTGAAAATTAGCG 
GCGGACGGGTGAGTAACACGTGGGCAACCTACCTGTAAGCCTGGGATAACTTCGGGAAACCGGAGCTAAT 
ACCGGATAATTTCTTTCTTCACATGAAGAGAGGTTGAAAGACGGCTTTGCTGTCACTTACAGATGGGCCC 
GCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGATGCGTAGCCGACCTGAGAGGGTG 
ATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAAT 
GGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAACTCTGTTATCAG 
GGAAGAACAAGTACCGGAGTTACTGCCGGTACCTTGACGGTACCTGACCAGAAAGCCACGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGG 
CGGTTCTTTAAGTCTGATGTGAAATCTTGCGGCTCAACCGTGAGCGGTCATTGGAAACTGGAGAACTTGA 
GTGCAGAAGAGAAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGG 
CGAAGGCGGCTCTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCAA 
ACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTATG 
CCTGCCCTAGAGATAGGGAGTTCCCTTCGGGGACATAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGAAATTAGTTGCCAGCATTTAGTTGG 
GCACTCTAATTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGACCTGGGCTACACACGTGCTACAATGGATGGTACAGAGGGCTGCGAGACCGCGAGGTTTAGCCAATCC 
CTTAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCC 
GCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTT 
GTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGA 


AGTCGTAACAAGGTAG 


>gi|219878439|ref|NR_025578.1| Thermomonas brevis strain R-13291 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAATACATGCAAGTCGAACGGCAGCACAGCAGAGCTTGCTCTGTGGGTG 
GCGAGTGGCGGACGGGTGAGGAATACATGGGAATCTGCCCAGTCGTGGGGGATAACGTAGGGAAACTTAC 
GCTAATACCGCATGCGCCCTTCGGGGGAAAGCCGGGGACCTTCGGGCCTGGCGCGATTGGATGAGCCCAT 
GTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGACAATGG 
GCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCCTCGGGTTGTAAAGCTCTTTTGTCCGGA 
AAGAAAAGCATTCGGTTAATACCCGAGTGTTCTGACGGTACCGGAAGAATAAGCACCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTG 
GTTTGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCATTGGATACTGGCGAGCTAGAGT 
GCGGTAGAGGATAGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACATCCGTGGCG 
AAGGCGACTGTCTGGACCAGCACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAACTTGGCACTCAGTATCGAAGCTAAC 
GCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGCACGGAAC 
TTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGA 
ACTCTAAGGAGACCGCCGGCGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
GCCAGGGCTACACACGTACTACAATGGTGGGGACAGAGGGCTGCGATGCCGCGAGGCGGAGCCAATCCCA 
GAAACCCCATCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
GATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGT 
TGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878438|ref|NR_025577.1| Thermomonas fusca strain R-10289 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAATACATGCAAGTCGAACGGCAGCACAGCAGAGCTTGCTCTGTGGGTG 
GCGAGTGGCGGACGGGTGAGGAATACATGGGAATCTGCCCAGTCGTGGGGGATAACGTATGGAAACGTAC 
GCTAATACCGCATGCGCCCTTTGGGGGAAAGCCGGGGACCTTCGGGCCTGGCGCGATTGGATGAGCCCAT 
GTTCGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCGATAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGACAATGG 
GCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCCTCGGGTTGTAAAGCTCTTTTGTTGGGG 
AAGAAAAGCAGTCGGTTAATACCTGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTG 
GTTTGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCACTGGATACTGGCAAGCTAGAGT 
GTGGCAGAGGGTAGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACATCCGTGGCG 
AAGGCGACTGCCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAAC 
GCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCTGGAAC 
CCTTGAGAGATCGAGGGGTGCCTTCGGGAACCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGA 
ACTCTAAGGAGACCGCCGGCGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
GCCAGGGCTACACACGTACTACAATGGTGGGGACAGAGGGCTGCAAACTCGCGAGGGTGAGCCAATCCCA 
GAAACCCCATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
GATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGT 
TGCACCAGAAGCAGGTAGCTTAACCGCAAGGGGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878437|ref|NR_025576.1| Ochrobactrum gallinifaecis strain Iso 196 16S ribosomal RNA, partial 
sequence 
TAGAGTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCTTTTC 
GGAGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCAATCACTAGGGAATAACTCAGGGAAACT 
TGTGCTAATACCCTATACGACCGAGAGGTGAAAGATTTATCGGTGATTGATGAGCCCGCGTTGGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCCATGCCGCGTGAGTGATGACGGTCTTAGGATTGTAAAGCTCTTTCACCGGTGAAGATAATGAC 
GGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTG 
TTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATTGGTCAGTTAGGGGTGAAATCCCAGGGCTTAAC 
CCTGGAACTGCCTTTAATACTGCCAGTCTTGAGTATGGTAGAGGTGAGTGGAATTCCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACCATTACTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGT 
CGGGGGATTTATCTTTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGC 
AGAACCTTACCAGCCCTTGACATACCGGTCGCGGACACAGAGATGTGTCTTTCAGTTTGGCTGGACCGGA 
TACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGCCTTTAGTTGCCATCATTTAGTTGGGCACTCTAAAGGGACTGCCAGTGATAAGCTGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTG 
GGCAGCGAACACGCGAGTGTAAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGA 
GTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCG 
ACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGG 


>gi|219878436|ref|NR_025575.1| Vibrio fortis strain CAIM 629 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTATCTGAACCTTCGGGGAAC 
GATAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCTTGATGTGGGGGATAACCATT 
GGAAACGATGGCTAATACCGCATRAYGCCTACGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAAG 
ATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACT 
TTCAGCAGTGAGGAAGGGGGTGTCGTTAATAGCGGCATCTCTTGACGTTAGCTGCAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGC 
AAACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAT 
ACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTC 
GGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCAGAGAACTTASCAGAGATGSWTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTA 
ATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
GCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACTCGCGAGAGTGAG 
CGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGCTCACCACTTTGTGGTTCATGACTG 
GGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACC 


>gi|219878435|ref|NR_025574.1| Grimontia hollisae strain 75-80 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGACATGARCAATCCTTCGGGTGCG 
TTCATGGGCGGCGAGCGGCGGACGGGTGAGTAAAGGCTGGGAACCTGCCCTGACGAGGGGGATAACCACT 
GGAAACGGTGGCTAATACCGCATAATGTCTTCGGACCAAAGAGGGGGACTTTCGGGCCTCTCGCGTCAGG 
ATGGGCCCAGTTGGGATTAGCTGGTTGGTGRGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGGTTTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACT 
TTCAGCCGTGAGGAAGGTAGCGTAGTTAATACCTGCGTTACTTGACGTTAGCGGCAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CATGCAGGCGGTCTGTTAAGCAAGATGTGAAAGCCCCGGGCTTAACCTGGGAGTGGCATTTTGAACTGGC 
AGGCTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAT 
ACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGATGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCTACTTGGAGGCTGTGGTCTAGAACCGTGGCTTTC 
GGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCTCAGAAGCCGGAAGAGATTCTGGTGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACTTC 
GGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGG 
CCCTTACGAGTAGGGCTACACACGTGCTACAATGGTGCATACAGAGGGCAGCGAGACCGCGAGGTGGAGC 
GAATCCCAGAAAGTGCATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAG 
TAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTGGGCTGCACCAGAAGTAGATAGCTTAACCTWCGGGAGGGCGTTTACCACGGTGTGGTTCATGACTGG 
GGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACC 


>gi|219878434|ref|NR_025573.1| Sporosarcina macmurdoensis strain CMS 21lw 16S ribosomal RNA, partial 
sequence 
TGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAATGATGAAGAAGCTTGCTTCTTCTGATTTTAGCGGC 
GGACGGGTGAGTAACACGTGGGCAACCTACCTTGTAGATTGGGATAACTCCGGGAAACCGGGGCTAATAC 
CGAATAAACCATTTTGCTTCATGGCAAGATGTTGAAAGGCGGCTTCGGCTGTCACTACTAGATGGGCCCG 
CGGCGTATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATACGTAGCCGACCTGAGAGGGTGA 
TCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATG 
GACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTAAGG 
GAAGAACACGTACGAGAGTAACTGCTCGTACCTTGACGGTACCTTATTAGAAAGCCACGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGC 
GGTTCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAGAACTTGAG 
TACAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGC 
GAAGGCGGGTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAA 
CGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCACTGA 
CCGGCTTAGAGATAGGCTTTTCCCTTCGGGGACAGTGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGG 
CACTCTAAGGTGACTGCCGGTGATAAACCGGAGGAAGGCTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGACCTGGGCTACACACGTGCTACAATGGACGATACAAAGGGCTGCAAACCCGCGAGGGGGAGCCAATCC 
CATAAAATCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCG 
TGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTG 
TAACACCCGAAGTCGGTGAGGTAACCTTTACAGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTG 
AAGTCGTAACAAG 


>gi|219878433|ref|NR_025572.1| Kibdelosporangium philippinense strain A 80407 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTAC 
ACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGGATATGACTTCGTTAGGCATCCAGTGGGGTGGAAAGTTCCGGCGGTGCAGGATGAACCC 
GCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAAT 
GGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAG 
GGACGAAGGGTGACTGACGGTACCTGGAGAAGAAGCACCGGCTGACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGTCGT 
GAAAACCTGGGGCTTAACCCTGGGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGA 
ATTCCTGGTGTAGCGGTGAAATGCGCACATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCC 
GATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGTTGGGCGCTAGGTGTGGGGCTCTTTCCACGGGTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCTAGAGATAGGGC 
TTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCAAGTAAAGTTGGGGACTCATGGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGC 
TACAATGGCTAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCACGGC 
CTAACCCCTTGTGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTACCGGAAGGTGCGGCTGG 


>gi|219878432|ref|NR_025571.1| Kibdelosporangium aridum subsp. largum strain SKF-AAD-609 16S ribosomal 
RNA, partial sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTAC 
ACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCCGGGAAACTGG 
GTCTAATACCGGATACGACCGGGTCACGCATGTGGCTGGGTGGAAAGTTCCGGCGGTGCAGGATGAGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAAT 
GGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAG 
GGACGAAGCGAGAGTGACGGTACCTGGAGAAGAAGCACCGGCTGACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGTCGT 
GAAAACCTGGGGCTTAACCCTGGGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGA 
ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCC 
GATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGTTGGGCGCTAGGTGTTGGGCTCTTTCCACGGGTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCTAGAGATAGGGC 
TTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCAGGTTCGGCCGGGGACTCATGGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGC 
TACAATGGCTAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCACGGC 
CTAACCCCTTGTGGGAGGAATTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTAC 


>gi|219878431|ref|NR_025570.1| Kibdelosporangium albatum strain R 761-7 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTAC 
ACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCCGGGAAACTGG 
GTCTAATACCGGATATGACCACTTCAGGCATCTGTTGTGGTGGAAAGTTCCGGCGGTGCAGGATGAACCC 
GCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAAT 
GGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAG 
GGACGAAGCGCGAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCCGT 
GAAAACTCAGGGCTTAACTCTGAGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGA 
ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCC 
GATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGTTGGGCGCTAGGTGTGGGGGACTTTCCACGTTCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGAAACCGGTAGAGATATCGG 
CCCCCTTGTGGCCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTTATGGTGGGGACTCATGGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGC 
TACAATGGCCGGTACAAAGGGCTGCTAAACCGTGAGGTGGAGCGAATCCCAGAAAGCCGGTCTCAGTTCG 
GATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCATGGC 


CCAACCCGTAAGGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TACCGGAAGGTGCGGCTGG 


>gi|219878430|ref|NR_025569.1| Escherichia albertii strain Albert 19982 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAACAGCTTGCTGTTTCGCTG 
ACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTA 
GCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTAGGGCCTCTTGCCATCGGATGTGCCCAG 
ATGGGATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGG 
AGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCG 
GTTGATTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGTCAGCTTGAGT 
CTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACG 
CGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAAGT 
TTTCAGAGATGAGAATGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAAC 
TCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAC 
CAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATA 
AAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGA 
TCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGC 
AAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCG 
TAACAAGGTAACCGTAGGGGAACC 


>gi|219878429|ref|NR_025568.1| Actinomyces nasicola strain R2014 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCTTATCCGCTTGCGGGTTTGGTGA 
GAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTTGGGATAACTGCCGGAAACGGTGG 
CTAATACTGGATATTCAGCACTGGTCGCATGGTTGGTGTTGGAAAGGTTTTTCTGGTGGGGGATGGGCTC 
GCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAG 
GGAAGAATTTAGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCTGTCGTGAAA 
ACCTGCAGCTTAACTGTGGGCTTGCGGTGGGTACGGGCTGGCTTGAGTGCAGTAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCTGTTA 
CTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGT 
TGGGCACTAGGTGTGGGGACCAGTTCCATGGTTTCTGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAATGCTGCAGAGATGTGGCAGC 
CTTTGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTGATGGTGGGGACTCATGAGAGACTGCCGGGGTT 
AACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACA 
ATGGCCGGTACAGTGGGTTGCGATCTCGTGAGGGGGAGCTAATCCTTGAAAGCCGGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCTAA 
CCCTTTGGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCG 
GAAGG 


>gi|219878428|ref|NR_025567.1| Clostridium bolteae strain 16351 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAAGCAATTA 
AAATGAAGTTTTCGGATGGATTTTTAATTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTGC 
CTCACACTGGGGGATAACAGTTAGAAATGACTGCTAATACCGCATAAGCGCACAGTGCCGCATGGTACAG 
TGTGAAAAACTCCGGTGGTGTGAGATGGATCCGCGTCTGATTAGCCAGTTGGCGGGGTAACGGCCCACCA 
AAGCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAG 
AAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGA 
GCGTAGACGGCGAAGCAAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTT 
TGCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACA 
CCAGTGGCGAAGGCGGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTGGGGGGCAAAGCCCTTCGGTGCCG 
TCGCAAACGCAGTAAGCATTCCGCCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATC 
CTCTTGACCGGCGTGTAACGGCGCCTTCCCTTCGGGGCAAGAGAGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAGGTAG 
AGCTGGGCACTCTAGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGATTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCAAGGCAGTGATGTGGAGC 
AAATCCCAAAAATAACGTCCCAGTTCGGACTGTAGTCTGCAACCCGACTACACGAAGCTGGAATCGCTAG 
TAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGG 


AGTCAGCAACGCCCGAAGTCAGTGACCCAACTCGCAAGAGAGGGAGCTGCCGAAGGCGGGGCAGGTAACT 
GGGGTGAAGTCGTAACAAGGTAACCGTA 


>gi|219878427|ref|NR_025566.1| Enterobacter cowanii strain 888-76 16S ribosomal RNA, partial sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGCAGCTTGCTGCTTGCTGACGAGTGGCGG 
ACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGC 
ATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGGGATTAGC 
TAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTG 
GAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTG 
ATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGCGAT 
GGGTTAATAACCGCGTCGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCG 
GTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTC 
GGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCGAAACTGGCAGGCTTGAGTCTCGTAGAGGGG 
GGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCC 
TGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACAGAACTTTCCAGAGATGG 
ANNGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTAGGCCGGGAACTCAAAGGAGACT 
GCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACA 
CGTGCTACAATGGCGCATACAAAGAGAAGCAATCTCGCGAGAGCAYGCGGACCTCATAAAGTGCGTCGTA 
GTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCAC 
GGTGAATACGTTCCCGGGCCTTGTACACACCG 


>gi|219878426|ref|NR_025565.1| Amycolatopsis vancoresmycina strain ST101170 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAACCGGTTTCGGCCGG 
GGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACG 
AGGTCTAATACCGGATATCACTTCCCTGGGCATCCAGGGTTGTTGAAAGTTCTGGCGGTGCAGGATGAAC 
CCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGG 
TGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCC 
AGGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCC 
GTGAAATCTCCACGCTTAACGTGGAGCGTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGG 
CCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGT 
AAACGTTGGGCGCTAGGTGTGGGCGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGT 
GGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCCAGAGATGGGG 
CTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTTATGGCGGGGACTCGTGGGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATG 
CTACAATGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTC 
GGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGG 
CCCAACCCCGCAAGGGAAGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGC 
CGTACCGG 


>gi|219878425|ref|NR_025564.1| Amycolatopsis balhimycina strain DSM 44591 16S ribosomal RNA, partial 
sequence 
CTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGATCCGCTTTCGGGTGGTGATG 
AGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGGGGTC 
TAATACCGGATATCACAACTTCTCGCATGGGGGGTTGTTGAAAGTTCTGGCGGTGCAGGATGAACCCGCG 
GCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGA 
CGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAA 
ATCTCCACGCTTAACGTGGAGCGTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGAT 
ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACG 
GTGGGTGCTAGGTGTGGGCGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCACCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCTCAGAGATGGGGCTTCC 
CTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTTATGGCGGGGACTCGTGGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACA 
ATGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATC 
GCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAA 
CCTCGTAAGGGGAAGGATGGTCGAAGGTGGGACTGGCGATTGGGACGAA 


>gi|219878424|ref|NR_025563.1| Amycolatopsis keratiniphila subsp. nogabecina strain DSM 44586 16S 


ribosomal RNA, partial sequence 
CTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCCGCTTCGGTGGGGGATT 
AGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGTACTTTGGGATAAGCCTGGGAAACTGGGTC 
TAATACCGGATATGACTTCTGATCGCATGGTTGGNGGTGGAAAGCTCCGGCGGTACGGGATGAGCCCGCG 
GCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGA 
CGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTTCGTGAA 
AACTCCACGCTTAACGTGGAGCGTGCGGGCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGAT 
ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACG 
TTGGGCGCTAGGTGTGGGCGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCTAGAGATAGGGCTTCC 
CTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTCATGGCGGGGACTCGTGGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACA 
ATGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATC 
GCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAA 
CCCGCAAGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCG 
G 


>gi|219878423|ref|NR_025562.1| Amycolatopsis decaplanina strain DSM 44594 16S ribosomal RNA, partial 


sequence 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTTTCGGGGTGGATTAGTG 
GCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGTACTTTGGGATAAGCCTGGGAAACTGGGTCTAAT 
ACCGGATATGACTCTTGGCCGCATGGTTGAGGGTGGAAAGCTCCGGCGGTACGGGATGAGCCCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAA 
GCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTTCGTGAAAACT 
CCACGCTTAACGTGGAGCGTGCGGGCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGG 
GCGCTAGGTGTGGGCGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATT 
CGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCTAGAGATAGGGCTTCCCTTG 
TGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTATCCTACGTTGCCAGCGCGTGATGGCGGGGACTCGTGGGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
CTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAG 
TCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCG 
CAAGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 


>gi|219878422|ref|NR_025561.1| Amycolatopsis japonica strain MG 417-CF 
sequence 

CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTTTCGGGGTGG 
ATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGTACTTTGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGGATATGACTTTTTCTCGCATCGGTAGAAGTGGAAAGCTCCGGCGGTACGGGATGAGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAG 
GGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTTCGT 
GAAAACTCCACGCTTAACGTGGAGCGTGCGGGCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGA 
ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCC 
GATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA 
ACGTTGGGCGCTAGGTGTGGGCGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCTAGAGATAGGGCT 
TCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTTATGGCGGGGACTCGTGGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCT 
ACAATGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGG 
ATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCC 
CAACNGCCTGCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGT 


17 16S ribosomal RNA, partial 


ACCGGAAGGTGCGGC 


>gi|219878421|ref|NR_025560.1| Vulcanithermus mediatlanticus strain TR 16S ribosomal RNA, partial 
sequence 
GGCTCAGGGTGAACGCTGGCAGCGTGCCTAAGACATGCAAGTCGTGCGAGGGATGGTCGTAACTTCGGTT 
GCCTCCATCCCTAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCGGAAGTGGGGGACAACCCGG 
GGAAACTCGGGCTAATCCCCCATGTGGACCCATCCCCTGGGATGTGTCTAAAGCCCTCGGGCGCTTCCGG 
ATGGGCCCGCGCCCCATCAGGTCGTTGGTAGGGTAACGGCCTACCAAGCCGACGACGGGTAGCCGGTCTG 
AGAGGATGGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCT 
TCCGCAATGGGCGAAAGCCTGACGGAGCGACGCTGCTTGCGGGAAGAAGCCCCTCGGGGTGTAAACCGCT 
GAACGGGGGACGACCTCCGACGGTACCCCGCTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGGTGCAAGCGTTACCCGGATTCACTGGGCGTAAAGGGCGCGTAGGCGGTAAGGCAAGTCCGGT 
GTTAAAGCCCACGGCTCAACCGTGGATCAGCATCGGATACTGCCTCACTCGACGGCCGAAGAGGGGAGCG 
GAATTCCCGGAGTAGCGGTGAAATGCGTAGATACCGGGAAGAACGCCAATGGCGAAGGCAGCTCCCTGGT 
CGGCCCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCT 
AAACGTTGGGTGCTGGGTGTCGGGCCCCGGCTCGGCGCCGTAGCTAACGCGTTAAGCACCCCGCCTGGGA 
AGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCGTGTGGTTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCCGGGGAACCTCCTGGAAACAGGAGGGTGC 
CCCTCGGGGGAACCCGGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCTAACGGATCAGCCGAGCACTCTAAGGGGACTGCCCG 
CGAAAGCGGGAGGAAGGCGGGGATGACGTCTGGTCAGCATGGCCCTCACGGCCTGGGCTACACACGCGCT 
ACAATGGGCAGGACAACGCGTCGCAACCCGGCAACGGGAAGCTAATCGCTTAAACCTGCCCCCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCTACGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGTGGGCCCCACCTGAAGTCGCCGGGA 
GCCCCAAAGGCAGGCGCCTAGGGTGGAGCTCACGACTGGGGCGAAGTCGTAACAAGGTAGCTGTACCGGA 
AGGTGCGGCTG 


>gi|219878420|ref|NR_025559.1| Actinomyces oricola strain R5292 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCNAGTCGAACGGGCCGGCCCCTTGTTTTTTGGGGGGTTGG 
TTGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCTTCTTCTGGATAACCGCATGAAAGTGT 
GGCTAATACGGGATATTCTGGTCTGCCTGCATGGGTGGGTTGGGAAAGATTCACTTTGGTGTTTTGGTGG 
GGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGC 
CTGAGAGGGTGGGCGGTCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGA 
TATTGCACAATGGGCGGAAGCCTGATGCAGCGACGTCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACC 
TCTTTCGCCAGTGAAGTAGGTCTGCTCCTGTGTGGGTGGGTTGACGGTAGCTGGGTTTTTAAGAAGCGCC 
GGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAA 
GGGCTTGTAGGCGGCTGGTCGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGTGTGCGGTGGGTACG 
GGTCGGCTTGAGTGCGGTAGGGGAGGCTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAG 
AACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCATGCTGTAAACGTTGGGCACTAGGTGTGGGGGGCCTTTCCGGGTTTTC 
CGCGCCGTAGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT 
TGACATGGGCTGGTTTGGTCTGGAGACAGGCCGTCCCTTTTTTTGGGGCTGGTTCACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCGTGTTGC 
CAGCATGTTGTGGTGGGGACTCGCGGGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAA 
ATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGTGGGTTGCGATGTCGT 
GAGGCGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTTG 
GAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGT 
CACGTCATGAAAGTCGGCAACACCCGAAGCCCGTGGCCTTATGGGGAGCGGTCGAAGGTGGGGCTGGTGA 
TTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219878419|ref|NR_025558.1| Clostridium lacusfryxellense strain C/C-an/B1 16S ribosomal RNA, partial 
sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAGACCTNTCGGGGTNNAT 
TAGCGGCGGACGGGTGAGTAACACGTGGGTAACNNGCCTCAAAGAGGGGAATAGCCTCCCGAAAGGGAGA 
TTAATACCGCATAATATGTTTAGATCGCATGATCTTAACATCAAAGGAATTTTTTCGGAGATTTCACTTT 
GAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAAAGGCCCACCAAGGCAACGATGCGTAGCCGAC 
CTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAATGATGAAGGCCTTCGGGTTGTAAAGT 
TCTGTCTTCTGGGACGATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGATGCGTAGGCGGACATTTAAGTC 
AGATGTGAAATACCCGAGCTTAACTTGGGTGCTGCATTTGAAACTGGGTGTCTAGAGTGCAGGAGAGGTA 
AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTAC 
TGGACTGTAACTGACGCTGAAGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAATACTAGGTGTCGGGGGTCGAACCTCGGTGCCGCCGTTAACACATTAAGTATTCCGC 
CTGGGGAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGT 
GGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCCCTTGCATAACTCAGAGATGAGTG 
AAGTCCTTCGGGACAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTAAGTTGAGCACTCTAGTGAGACTGCCCG 
GGT TAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGC 
TACAATGGTGAGTACAAAGAGATGCAAGACCGCAAGGTGGAGCCAAACTCAAAAACTCATCCCAGTTCGG 
ATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAACACCCGAAGTCCGTGAGGT 


AACCGTAAGGAGCCAGCG 


>gi|219878418|ref|NR_025557.1| Bacillus aeolius strain 4-1 16S ribosomal RNA, partial sequence 


TGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACGGATGGAGAGCTTGCTCTCCTGACGTTAGCGGCGG 
ACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACCGGGATAACTTCGGGAAACCGGAGCTAATACCG 
GATAATTCCTTTCCTCGCATGAGGAAAGGTTGAAAGGCGGCTTCGGCTGTCACTTACAGATGGGCCCGCG 
GCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGA 
CGAAAGTCTGACGGAGCAACGCCGCGTGAGCGATGAAGGTCTTCGGATCGTAAAGCTCTGTTGTTAGGGA 
AGAACAAGTACCGTTCGAATAGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGG 
TCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTG 
CAGAAGAGGAGAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGA 
AGGCGGCTCTCTTGTCTGTAACTGACGCTGAGGCGCGAAAGCGTTGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCTAACG 
CATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGCTAC 
CTCTAGATAGAGGGTTCCCCTTCGGGGGACGGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGACCTTAGTTGCCAGCATTCAGTTGGGCACT 
CTAAGGTGACTGCCGGTGACAAACCGGAAGAAAGTGGGGATGACGTCAAATCATCATGCCCCTTATGACC 
TGGGCTACACACGTGCTACAATGGGTGGTACAAAGGGCTGCGATGCCGCGAGGCTGAGCCAATCCCAAAA 
AACCACTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGAT 
CAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACA 
cee 


>gi|219878417|ref|NR_025556.1| Tepidiphilus margaritifer strain N2-214 
sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGGGCCCTTCGGGGTGCCGGCGAGT 
GGCGAACGGGTGAGTAATGCATCGGAACGTACCCGGGAGTGGGGGATAACCGGCCGAAAGGCTGGCTAAT 
ACCGCATGAACTCGGAAGAGCAAAGCGGGGGACCTTCGGGCCTCGCGCTCTCGGAGCGGCCGATGTCCGA 
TTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCGGTAGCGGGTCTGAGAGGACGATCCGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAA 
CCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTCGGCGGGGAAGAAA 
TCGGCCGGGCGAATAGTCCGGTCGGATGACGGTACCCGCAGAAGAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGCAGGCGGTTCTG 
TAAGACCGGTGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTGGTGACTGCAGGGCTAGAGTACGGTA 
GAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACCGATGGCGAAGGCA 
GCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGAGAACTAGCCGTCTGGAGTCTTCGTGCTTGGGTGGCGCAGCTAACGCGTGAA 
GTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGT 
GGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATGCCGGGAATCCTGCCG 
AGAGGCGGGAGTGCCTTCGGGAACCCGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGATAGTTGCCATCATTGAGTTGGGCACTCTATCG 
AGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCT 
TCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCAGGTGGAGCCAATCCCAGAAAGCCGAT 
CGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATG 
CCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGTGCACCAGAAG 
TCGGTCGCCTAACCGCAAGGAGGGCGCCGCCCACGGTGTGCTCCATGACTGGGGTG 


16S ribosomal RNA, partial 


>gi|219878415|ref|NR_025554.1| Bacillus saliphilus strain 6AG 16S ribosomal RNA, partial sequence 


CTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCAGGAAACCGGCGGAACCCTTCGGGGGGAAGCCGGTG 
GAATGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTTCAGACCGGAATAACCCCGGGAAACC 
GGGGCTAATGCCGGATAATCAAGCGGTTCGCATGAACCGCTTGTAAAAGGGGGGAGTTTTCTCCTCCCAC 
TGGAAGATGGGCCCGCGGCGCATTAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCATCCGCAATGGGCGAAAGCCTGACGGTGCAACGCCGCGTGAACGAAGAAGGTTTTCGGATCGTAA 
AGTTCTGTTGTGAGGGAAGAACACGTGCCGGTCGAACAGGCCGGCACCTTGACGGTACCTCACGAGAAAG 
CCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGCGCACGCAGGCGGTCTCGTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGA 
AACTGGGAGACTTGAGTGTAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTG 
GAGGAACACCAGTGGCGAAGGCGACTTTCTGGCCTACAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGAGTGCTAGGTGTTAGGGGTTTCGATGCCC 
TTAGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCCTTTGCCCGCTCTGGAGACAGAGTTTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTG 
CCAGCATTCAGTTGGGCACTCTAGGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAA 
TCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGTGGCGAAGCCGCG 
AGGTGGAGCGAATCCCAGAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGG 
AATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCCTTACGGGGGCCAGCCGCCGAAGGTGGGA 
CAGATGATTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGGCTGG 


>gi|219878414|ref|NR_025553.1| Planococcus rifietoensis strain M8 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGATAGTGGAGCTTGCTC 
CATTATCTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGA 
AACCGGTGCTAATACCGAATAGTTTGCGGCCTCTCATGAGGCTGCACGGAAAGACGGTTTCGGCTGTCAC 
TGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGATGCGTAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAA 
AACTCTGTTGTGAGGGAAGAACAAGTACCAAGTAACTACTGGTACCTTGACGGTACCTCACCAGAAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTA 
AAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAA 
CTGGGGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGA 
GGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTT 
AGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCT 
TGACATCCCGCTGACCGCCTAGGAGACTAGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCC 
AGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGCAAACCCGCGAG 
GGGGAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGACA 
GATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCC 


>gi|219878413|ref|NR_025552.1| Cellvibrio ostraviensis strain LMG 19434 16S ribosomal RNA, partial 
sequence 
GCCTAACACATGCAAGTCGAGCGGTTGAGGTAGCTTGCTACCGATGCAGCGGCGGACGGGTGAGTAATAC 
ATGGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGCCCTACGGGG 
GAAAGGGGGGGATCTTCGGACCTCTCGCTATCAGATGAGCCCATGTCGGATTAGCTTGTTGGTGGGGTAA 
AGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGT 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGC 
GTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTGGGGAGAAAGGTAATTCACTTAATACGTGA 
GTTAATTGATGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGT 
GCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGTGGTTTGTTAAGCTAGCTGTGAAATCCC 
CGGGCTCAACCTGGGCACTGCAGTTAGAACTGGCAAGCTAGAGTAGGGTAGAGGGGTGTGGAATTCCAGG 
TGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACACCCTGGACTCATACTGA 
CACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTC 
TACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTAC 
GGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
ACGCAACGCGAAGAACCTTACCAGGTCTTGACATCTAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGG 
GAACTCTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAAC 
GAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAATGGCGGGAACTCTAAGGAGACTGCCGGTGACAAAC 
CGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGG 
GCAGTACAAAGGGTTGCCAAACCGCGAGGTGGAGCTAATCCCGTAAAACTGTTCGTAGTCCGGATTGGAG 
TCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAAATCAGAACGTTACGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGCTAGTCTAACCGCA 
AGGGGGACGGTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACC 


>gi|219878412|ref|NR_025551.1| Desulfosporosinus auripigmenti strain OREX-4 16S ribosomal RNA, partial 
sequence 
GGCTCAGGACGAACGTTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGAATTTGATAAGCTTGCTTA 
GAAAAATTCTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTACCCATAAAGCCGGGACAACCCTTG 
GAAACGAGGGCTAATACCGGATAATCTTAGAGCCTGGCATCAGGATTTAAGGAAAGATGGCCTCTGAATA 
TGCTATCGATTATGGATGGACCCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGA 
TCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGATGAAGGTCTTC 
GGATTGTAAAGTACTGTCTTTGGGGAAGAACGGTCATCTTGAGAATATTGAGGTGACATGACGGTACCCA 
AGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGGGCGCGTAGGCGGATTTTTAAGTCCGGTGTGAAAGATCAGGGCTCAACCCTGAGAG 
TGCATCGGAAACTGGGGATCTTGAGGACAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGT 
AGATATGTGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTAGAGGGTA 
TCGACCCCTTCTGTGCCGCAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACC 
TTACCAAGGCTTGACATCCTCTGAACCCTAAGGAAACTTGGGGGTGCCCTTCGGGGAGCAGAGAGACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGT 
ATTTAGTTGCTAACAAGTAAGGTTGAGCACTCTAGATAGACTGCCGGTGATAAACCGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCCGGTACAGACGGAA 
GCGAAGCCGCGAGGTGAAGCAAATCCGAGAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTG 
CATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCACGAAAGTCTGCAACACCCGAAGCCGGTGAGGTAACCCGTAAGGGAGCTAGCCGT 
CGAAGGTGGGGCCGATAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGC 


>gi|219878411|ref|NR_025550.1| Pseudomonas cannabina strain CFBP 2341 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGTACTTGTACCTGGTGGCGA 
GCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTA 
ATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCG 
GATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGT 
CACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGA 
AAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGA 
AGGGCAGTTACCTAATACGTATCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAG 
CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTT 
GTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTATGG 
TAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGG 
CGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATT 
AAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCC 
AGAGATGGATGGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCT 
AAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTG 
GGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCACAAAA 
CCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCA 
GAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACC 
AGAAGTAGCTAGTCTAACCTTCGGGGGGACGGCTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACCTGC 


>gi|219878410|ref|NR_025549.1| Pseudomonas tremae strain TO1 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGTACTTGTACCTGGTGGCGA 
GCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTA 
ATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCG 
GATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGT 
CACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGA 
AAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGA 
AGGGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAG 
CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTT 
GTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTATGG 
TAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGG 
CGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATT 
AAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCC 
AGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCT 
AAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTG 
GGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCACAAAA 
CCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCA 
GAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACC 
AGAAGTAGCTAGTCTAACCTTCGTGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACCTGC 


>gi|219878409|ref|NR_025548.1| Microbacterium paraoxydans strain CF36 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACAC 
GGAGCTTGCTCTGTGGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGA 
TAAGCGCTGGAAACGGCGTCTAATACTGGATATGTGACGTGACCGCATGGTCTGCGTTTGGAAAGATTTT 
TCGGTTGGGGAGGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGT 
AGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTT 
GTAAACCTCTTTTAGCAGGGAAGAAGCGAAAGTGACGGTACC TGCAGAAAAAGCGCCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCG 
GTTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGT 
GCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCG 
AAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCC 
TGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAA 
CGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCA 
CAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGA 
ACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGA 
ACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATG 
TCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCA 
AAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGT 
AACACCTGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGATCGGTAATTAGGACTAA 
GTCGTAACAAGGTAGCCGTA 


>gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain CAIM 578 16S ribosomal RNA, partial sequence 


ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACACTAACAATCCTTCGGGTGCG 
TTAATGGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCTTGATGTGGGGGATAACCATT 
GGAAACGATGGCTAATACCGCATAATGCCTACGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAAG 
ATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACT 
TTCAGTTGTGAGGAAGGGGGTRDMGTTAATAGCKBYATCTCTTGACGTTAGCAACAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CATGCAGGTGGTTCATTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGT 
GAACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAT 
ACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTC 
GGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCAGAGAAGCCAGCGGAGACGCAGGTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTA 
ATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
GCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCAAGCCAGCGATGGTRAG 
CGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTTCGGGGAGGACGCTCACCACTTTGTGGTTCATGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACC 


>gi|219878407|ref|NR_025546.1| Glaciecola mesophila strain KMM 241 16S 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACATTTCTAGCTTGCT 
AGAAGATGACGAGTGGCGGACGGGTGAGTAATACTTAGGAATATGCCTTTGTGTGGGGGATAACTATTGG 
AAACGATAGCTAATACCGCATAACGTCTTCGGACCAAAGGGGGCTTCGGCTCCCGCGCAAAGAGTAGCCT 
AAGCGAGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGTTCTGAGAGGAAG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTG 
TGAGGAAAGGTTGATGGTTAATACCCATCAGCTGTGACGTTAGCAACAGAAGAAGGACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGG 
CGGTTTGTCAAGCTAGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCATTTAGAACTGGCAGGCTAGA 
GTTTTGGAGAGGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGG 
CGAAGGCGACTCCCTGGTCAGTAACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACACCGTAAACGCTGTCTACTAGCTGTTTGTGGATTTAATCCGTGAGTAGCGAAGCTAA 
CGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATACTAGAAA 
CTTTTCAGAGATGAATTGGTGCCTTCGGGAATCTAGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCAGCCTTAAGTTGGGCA 
CTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGAAGCAAACTTGCGAGAGTAAGCGGATCCCTT 
AAAGCTCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAA 
ATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CAAAAGAAGTAGCTAGTTTAACCTTCGGGAGGACGGTTACCACTTTGTGATTCATGACTGGGGTGAAGTC 
GTAACAAGGTAACCCTAGGGGAACCTGGG 


>gi|219878406|ref|NR_025545.1| Halobacillus karajensis strain MA-2 16S 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCGAGTGGATCCC 
TTCGGGGTGAAGCTCGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACCG 
GAATAACCCCGGGAAACCGGGGCTAATGCCGGGTAATACTTTTCTTCGCATGAAGGAAAGTTGAAAGATG 
GCTTCTTGCTATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGG 
CGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAG 
GTCTTCGGATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTACCGTGCGAATAGAGCGGTACCTTGACGG 
TACCTAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTC 
CGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCG 
TGGAGGGTCATTGGAAACTGGGGAACTTGAGGAGGACAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAA 
ATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTTTCTGACGCTGAGGTGCG 
AAAGCGTGGGTAGCAAACAGGATTATATACCCTGGTAGTCCACGCCGTAAACGATGACTGCTAGGTGTTA 
GGGGGCTTCCACCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGC 
TGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGGTCTTGACATCCTTGGACATCCCTAGAGATAGGGCTTTCCCTTCGGGGACCAAGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
CTAATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGG 
CAGCGAAGCCGCGAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCC 
TGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCG 
CCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


>gi|219878405|ref|NR_025544.1| Methylocystis echinoides strain IMET 10491 16S ribosomal RNA, partial 


sequence 


ACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCTGTAGCAATACAGAGTGGCAGACGGGTGA 
GTAACGCGTGGGAACATGCCCTTCGGTTCGGAATAACTCAGGGAAACTTGAGCTAATACCGGATACGCCC 
TTAGGGGGAAAGATTTATTGCCGAAGGATTGGCCCGCGTCCGATTAGCTAGTTGGTGAGGTAATGGCTCA 
CCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTG 
ATGAAGGCCCTAGGGTTGTAAAGCTCTTTCGCCAGGGACGATAATGACGGTACCTGGATAAGAAGCCCCG 
GCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAG 
CGCACGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCTTTGATACTG 
GAGGTCTCGAGTCCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGA 
ACACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCCAGCCGTTGGGGAGCTTGCTCTTCAGTGG 
CGCAGCTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTTTTGACA 
TGCCCGGTATGATCGCCAGAGATGGCTTTCTTCCCGCAAGGGGCCGGTGCACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCA 
TTTAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGACGCGAAAGGGCGACCTG 
GAGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGC 
TAGTAATCGCAGATCAGCACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGTTTTACCCGAAGGCGTTTCGCCAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGAC 
TGGGGTG 


>gi|219878404|ref|NR_025543.1| Thermoleophilum album strain HS-5 16S ribosomal RNA, partial sequence 
GCTGGCGGCGTGCCTAACACATGCAAGTGGAGCGACGAACCAGGCTTCGGCCTGGGGCAAAGCCGCGAAC 
GGGTGAGTAACACGTGGGTGACCTACCCCGAAGACCGGGATAACCCGAGGAAACTCGGGCTAATACCGGA 
TGTGCTCCGTCTGCTGCGGCAGGCGGTGGAAAGGTAGCTTCGGCTTCCGCTTCGGGATGGGCCCGCGGCC 
CATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGGGTAGCTGGTCTGAGAGGATGGCCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGCGCGA 
AAGCGTGACCCAGCGACGCCGCGTGGGGGAAGAAGGCCTTCGGGTCGTAAACCCCTTTCAGGAGGGACGA 
AGCCCGGTCCGTGAATAGCGGTCCCGGGTGACGGTACCTCCAGAAGAAGCCCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGGGCGAGCGTTGCCCGGAATCATTGGGCGTAAAGCGCGCGTAGGCGGCCC 
GGTAAGTCCGCTGTGAAAGCCCGGGGCTCAACCCCGGGAGGCCGGCGGATACTGTCGGGCTAGAGTCCGG 
AAGAGGCGGGTGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGATGGCGAAGG 
CAGCCCGCTGGGACGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGGGCACTAGGTGTGGGGGGTAGCCGACTCCCTCCGTGCCGAAGCTAACGCA 
TTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTGACATGCAGGTGACAGC 
CAGGGAAACCTGGTCTCCCTTCGGGGCACCTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCCATGTTGCCAGCGGAGGCTACGTGCCTGCC 
GGTGACTCATGGGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCT 
TATGCCCAGGGCTACACACGTGCTACAGTGGCCGGTACAACGGGCTGCGAACCCGCAAGGGGGAGCGAAT 
CCCTAAAAGCCGGTCTAGGTTCGGATTGGGGGCTGCAACTCGCCCCCATGAAGGCGGAGTCGCTAGTAAT 
CGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGC 
GGGCAACACCCGAAGCCGGTGACCCAACCCCGCAAGGGGAGGGAGCCGTCGAAGGTGGGG 


>gi|219878403|ref|NR_025542.1| Clostridium diolis strain SH1 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCTCCTTCGGGAGN 
GGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATAGCCTTTCGAAAGG 
AAGATTAATACCGCATAAGATTGTAGTGCCGCATGGCATAGCAATTAAAGGAGTAATCCGCTATGAGATG 
GACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTC 
TTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAAGTGGGATGT 
GAAATACTCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGTAGA 
ATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGACTTTCTGGACT 
GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTG 
GGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGT 
TTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCTTAATCGGGGAAGC 
CCTTCGGGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTT 
AACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACA 
ATGGCTGGTACAGAGAGATGCTAAACCGCGAGGTGGAGCCAAACTTTAAAACCAGTCTCAGTTCGGATTG 
TAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACG 
CGCAAGCGNGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAG 
AACCTGCGGCTGG 


>gi|219878402|ref|NR_025541.1| Rheinheimera baltica strain OSBAC1 16S ribosomal RNA, partial sequence 
TCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAATGAGGGTAGCTTGCTA 
CNTGATTTANCGGCGGACNGGTGAGTAATGTATAGGGAGCTGCCCGATAGAGGGGGATACCAGTTGGAAA 
NGACTGTTAATACCGCATAATGTCTACGGACCAAAGTGTNGGACCTTCGGGCCACATACTATNGGATGCN 


CCTATATGGNATTAGNTANTTGGTGGGGTAATGGCTCACCAAGNCNACNATCCCTAGCTGGTTTNAGAGN 
ATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCNTACGGAAGGCAGCAGTGGGGAATATTGGAC 
AATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAG 
CGAGGAGGAAGGGGTATGTGTTAATAGCGCATATTCTTGACGTTACTCGCAGAAGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGT 
AGGCGGTTTGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCAAAACTGGCAAACT 
AGAGTATGTGAGAGGGGGGTAGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAATACCAG 
TGGCGAAGGCGGCCCCCTGGCACAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCTGTTCGTGGTCTTGTACCGTGAGTAGCGCAGC 
TAACGCACTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTACTCTTGACATCTACG 
GAAGAACGCAGAGATGTGTTTGTGCCTTCGGGAACCGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTAATGGT 
GGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCT 
TACGAGTAGGGCTACACACGTGCTACAATGGTATGTACAGAGGGAGGCAAGCTGGCGACAGTGAGCGGAT 
CTCTTAAAGCATATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAAT 
CGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTG 
AAGTCGTAACA 


>gi|219878401|ref|NR_025540.1| Corynebacterium atypicum strain R2070 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGGAAAGGCCCTGCTTTTGTGGGGTGCTCGA 
GTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAAACTGGGTCT 
AATACCGGATAGGACTGCGCTGTGGGTGGTGTGGTGGAAAGCTTTTTGCGGTATGGGATGAGCTCGCGGC 
CTATCAGTTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGATCGG 
CCACATTGGGACTGAGATACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACTATGACG 
AAGCCTTTTTGGTGACGGTAGTGGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGA 
AATTCCGGGGCTTAACTTCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGTAACTGGAA 
TTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCAG 
TTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTCAA 
CGGTGGGCGCTAGGTGTGGGGATCTTCCACGGTCCCTGTGCCGTAGCTAACGTTTTAAGCGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGATATACATCAGATCGGGCCAGAGATGGTCTTT 
CCCTTTGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTCTTGTGTTGCCAGCATTTGGTTGGGGACTCACGAGAGACTGCCGGGGT 
GAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTAC 
AATGGTCGGTACAGTAGGTTGCGATACCGTGAGGTGGAGCTAATCCTCGTGAAAGCCGGTCGTAGTTCGG 
ATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAGTGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCACGGCC 
TAACCTTGTTGTAAGGGGGGAGTGGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGC 
CGTACCGGAAGG 


>gi|219878400|ref|NR_025539.1| Loktanella salsilacus strain R-8904 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCACGCCTAACACATGCAAGTCGAGCGAGACCTTCGGGTCTAGCGGCGGACGGGTT 
AGTAACGCGTGGGAACGTACCTTTTGCTTCGGAATAGCCTCGGGAAACTGGGAGTAATACCGAATGTGCC 
CTTTGGGGGAAAGATTTATCGGCAAAAGATCGGCCCGCGTCTGATTAGATAGTTGGTGGGGTAATGGCCT 
ACCAAGTCTGCGATCAGTAGCTGGTTTGAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCGATGCCGCGTGAGT 
GACGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGATTAGAAAGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCCAAAACT 
ACTAGTCTAGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCAGGGGGCTTGCCCTTTGGTG 
TCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGAC 
ATCCTCTGACCGCCTAGGAGACTAGGTTTTATCGTAAGATACAGAGTGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCATCATT 
TAGTTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATG 
GCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCATCTACAGTGAGTTAATCTCCAAAAGATGTCTC 
AGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGGCC 
GTGCGCTAACCCTTACGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGT 
AGCCGTAGGGGAACC 


>gi|219878399|ref|NR_025538.1| Flavobacterium gelidilacus strain R-8899 16S ribosomal RNA, partial 
sequence 

GATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAGTAAGTGCTTGCATTTATGAGACCGG 
CGCACGGGTGCGTAACGCGTATACAATCTACCTTGTTCAAAGGGATAGCCCAGAGAAATTTGGATTAATA 
CCTTATAGTATTATAAGATGGCATCATTTAATAATTAAAGATTTATCGGAACAAGATGAGTATGCGTCCC 
ATTAGCTAGTTGGTATGGTAACGGCATACCAAGGCAATGATGGGTAGGGGTCCTGAGAGGGAGATCCCCC 


ACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCA 
AGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGTCCTATGGATTGTAAACTGCTTTTATACAGGAAGA 
AACACCTCTACGTGTAGAGACTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGATTTATAAG 
TCAGTGGTGAAATCTCCCAGCTCAACTGGGAAACTGCCATTGATACTGTAGGTCTTGAATTATTAGGAAG 
TAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATGGAATACCAATTGCGAAGGCAGGTT 
ACTACTAATACATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGGATACTAGCTGTTCGGAGCAATCTGAGTGGCTAAGCGAAAGTGATAAGTATCCCAC 
CTGGGGAGTACGAACGCAAGTTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGTTTGACCGGTTTGGAAACAGAT 
CTTTCGCAAGACAAATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGT 
CCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACGAGACTGCCAG 
TGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCCACACACGTGC 
TACAATGGACGGTACAGAGAGCAGCTACTAGGCGACTAGATGCGAATCTTCAAAACCGTTCTCAGTTCGG 
ATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACC 
GCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCCGTACCGGAAGG 


>gi|219878398|ref|NR_025537.1| Sphingobacterium faecium strain DSM 11690 16S ribosomal RNA, partial 


sequence 
GGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGGACGGGATTCAGGGAGTAGCTTGCTA 
CGAACTGATGAGAGTGGCGCACGGGTGCGTAACGCGTGAGCAACCTACCCATATCAGGGGGATAGCCTCT 
CGAAAGAGAGATTAACACCGCATAACATCATTTACCGGCATCGGTTAATGATCAAATATTTATAGGATAT 
GGATGGGCTCGCGTGACATTAGCTAGTTGGAGGGGTAACGGCCCACCAAGGCTACGATGTCTAGGGGCTC 
TGAGAGGAGAATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTAAGGAAT 
ATTGGTCAATGGAGGGAACTCTGAACCAGCCATGCCGCGTGCAGGATGACTGCCCTATGGGTTGTAAACT 
GCTTTTGTCAGGGAATAAACCTTTCTACGTGTAGGAAGCTGAATGTACCTGAAGAATAAGGATCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC 
GTAGGCGGTCCTATAAGTCAGTGGTGAAAGACGGCAGCTTAACTGTCGCAGTGCCTTTGATACTGTAGGA 
CTTGAATCTATTTGAAGTGGGCGGAATAAGACAAGTAGCGGTGAAATGCATAGATATGTCTTAGAACTCC 
GATTGCGAAGGCAGCTCACTAAGTTAGTATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCCTAAACGATGATAACTCGATGTTTGCGATACACAGTAAGCGTCCAAGCG 
AAAGCGTTAAGTTATCCACCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGAGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAAAGTTAGTG 
AATGATCCAGAGACGGATCAGTCCTTCGGGACACGAAACTAGGTGCTGCATGGCTGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCATGTAATGATGGG 
GACTCTAAACAGACTGCCAGCGTAAGCTGTGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTAC 
GTCCGGGGCTACACACGTGCTACAATGGATGGTACAGCGGGCAGCTACATAGCAATATGATGCTAATCTC 
TAAAAGCCATTCACAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTTGGATTCGCTAGTAATCGC 
GTATCAGCAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGTTGG 
GGGTACCTAAAGCATGTAACCGCAAGGAGCGTGTTAGGGTAAAACCGATAATTGGGGCTAAGTCGTAACA 
AGGTAGCCGTACCGGAAGGTGCGG 


>gi|219878397|ref|NR_025536.1| Pedobacter piscium strain AJ2502 16S ribosomal RNA, partial sequence 


CTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGATATTATCCAGCTTGCTGGATAAG 
AAAGTGGCGCACGGGTGCGTAACGCGTATGCAACCTACCTTAATCAGGGGGATAGCCCGAAGAAATTCGG 
ATTAAGACCGCATAAAAACACAGGATAGCATTATCCAATGTTCAAATATTTATAGGATTAAGATGGGCAT 
GCGTGACATTAGTTAGTTGGCGGGGTAACGGCCCACCAAGACCACGATGTCTAGGGGATCTGAGAGGATG 
ACCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGTCAAT 
GGAGGGAACTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCCCTCTGGGTTGTAAACTGCTTTTATTC 
GGGAATAAACCTACTTACGTGTAAGTAGCTGAATGTACCGAAGGAATAAGGATCGGCTAACTCCGTGCCA 
GCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCT 
TTTTAAGTCAGGGGTGAAAGACGGTAGCTCAACTATCGCAGTGCCCTTGATACTGAAGAGCTTGAATGAA 
CTAGAGGTAGGCGGAATGTGACAAGTAGCGGTGAAATGCATAGATATGTCACAGAACACCGATTGCGAAG 
GCAGCTTACTATGGTTTAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCCTAAACGATGAATACTCGCTGTTAGCGATACACAGTTAGCGGCTAAGCGAAAGCGTTAA 
GTATTCCACCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGA 
GGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAAAGTTAGTGAATCATTTAG 
AGATAGATGAGTCCGCAAGGACACGAAACTAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTCATGGTGGGGACTCTAAAC 
AGACTGCCTGTGCAAACAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGTCCGGGGCT 
ACACACGTGCTACAATGGGTGGTACAGAGGGCAGCAAGCTGGCAACAGCAAGCCAATCTCCAAAAGCCAT 
TCACAGTTCGGATAGAGGTCTGCAACTCGACCTCTTGAAGTTGGATTCGCTAGTAATCGCATATCAGCAA 
TGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTTGGGGGTACCTAA 
AGTATGTAACCGCAAGGAGCGTCCTAGGGTAAAACCGATAACTGGGGCTAAGTCGTAACAAGGTAGCCGT 
ACCGGAAGGTGCGGCTGGATCACC 


>gi|219878396|ref|NR_025535.1| Pedobacter saltans strain DSM 12145 16S 
CTGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGGATTGTTTAAAGCTTGCTT 
TAGGCTGATGAGAGTGGCGAACGGGTGCGTAACGCGTATGCAACCTACCTATCACAGGGGGATAGCCCGG 
CGAAAGTCGGATTAACACCGCATGACATCATGATATGGCATCATATTATGATCAAATCTGAGGAGGTGAT 
AGATGGGCATGCGTGCCATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGGCTAGGGGATC 
TGAGAGGATTGCCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTAAGGAAT 


ribosomal RNA, partial sequence 


ATTGGTCAATGGAGGGAACTCTGAACCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACT 
GCTTTTGTTAGGGAATAAACCTTCTTACGAGTAGGAAGCTGAATGTACCTAAAGAATAAGGATCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC 
GTAGGCGGCTGGATAAGTCAGGGGTGAAAGACGGCAGCTCAACTGTCGCAGTGCCCTTGATACTGTTTGG 
CTTGAATATAGTTGAGGTAGGCGGAATGTGACAAGTAGCGGTGAAATGCATAGATATGTCACAGAACACC 
GATTGCGAAGGCAGCTTGCTAAGCTATAATTGACGCTGAGGCTCGAAAGCGTGGTTATCGAACAGGATTA 
GATACCCTGGTAGTCCACGCCCTAAACGATGATGACTCGATGTTAGCGATATACCGTTAGCGTCCAAGCG 
AAAGCGTTAAGTCATCCACCTGGGGAGTACGTCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGAGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAAAGTTACTG 
AATGATTTAGAGATAGATCAGTCCTTCGGGACAGGAAACTAGGTGCTGCATGGCTGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCATTTAAGGTGGGG 
ACTCTAAACAGACTGCCTGCGCAAGCAGTGAGGAAGGATGGGACGACGTCGAGTCATCATGGCCCTTACG 
TCCGGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGCTGCTACCTGGCAACAGGATGCCAATCTCA 
AAAAGCCGATCACAGTTCGGATCGGAGCCTGCAACTCGGCTCCGTGAAGTTGGATTCGCTAGTAATCGCG 
TATCAGCAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAATTGGG 
GGTGCCTAAAGTCCGTAACCGCAAGGAGCGGCCTAGGGTAAAACCGATAACTGGGGCTAAGTCGTAACAA 
GGTAGCCGT 


>gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis strain A37 16S ribosomal RNA, partial sequence 
TGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGATACTCTTTAGCTTGCTAGAG 
AGGAAAGTGGCGCACGGGTGCGTAACGCGTATGCAACCTACCTTAATCAGGGGGATAGCCCGAAGAAATT 
CGGATTAACACCGCATAAAATCACAGTACAGCATTGTACAATGATCAAATATTTATAGGATTAAGATGGG 
CATGCGTGACATTAGTTAGTTGGCGGGGTAACGGCCCACCAAGACCACGATGTCTAGGGGATCTGAGAGG 
ATGACCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGTC 
AATGGAGGCAACTCTGAACCAGCCATGCCGCGTGCAGGAAGACAGCCCTCTGGGTCGTAAACTGCTTTTA 
TTCGGGAATAAACCTATCTACGTGTAGATAGCTGAATGTACCGAAGGAATAAGGATCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCG 
GCTTTTTAAGTCAGGGGTGAAAGACGGTGGCTCAACCATCGCAGTGCCCTTGATACTGAAGAGCTTGAAT 
GAACTAGAGGTAGGCGGAATGTGACAAGTAGCGGTGAAATGCATAGATATGTCACAGAACACCGATTGCG 
AAGGCAGCTTACTATGGTTATATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGAATACTCGCTGTTAGCGATACACAGTTAGCGGCTAAGCGAAAGCGT 
TAAGTATTCCACCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGAGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAAAGTTAGTGAATCATT 
TAGAGATAGATGAGTCCGCAAGGACACGAAACTAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGG 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTTATGGTGGGGACTCTA 
AACAGACTGCCTGTGCAAACAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGTCCGGG 
GCTACACACGTGCTACAATGGATGGTACAGAGGGCAGCAAGCTGGTAACAGCAAGCAAATCTCCAAAAGC 
CATTCACAGTTCGGATAGAGGTCTGCAACTCGACCTCTTGAAGTTGGATTCGCTAGTAATCGTATATCAG 
CAATGATACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTTGGGGGTACC 
TAAAGTATGTAACCGCAAGGAGCGTCCTAGGGTAAAACCGATAACTGGGGCTAAGTCGTAACAAGGTAGC 
CGTACCGGAAGGTGCGGCTGGATCA 


>gi|219878394|ref|NR_025533.1| Cetobacterium somerae strain WAL 14325 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCGATTCGATTTACCT 
TCGGGTATTGAGGATGGCGGACGGGTGAGTAACGCGTAAGGAACTTGCCTCTTGGTCTGGGACAACTGTT 
GGAAACGACAGCTAATACCGGATATTATGAGATTCTCGCATGGGAAACTTATGAAAGCTATATGCGCCAA 
GAGAGAGCCTTGCGTTCCATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCGACGATGGATAGCCGGC 
CTGAGAGGGTGAACGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGGACAATGGGCCACAAGCCTGATCCAGCAATTCTGTGTGCACGATGAAGGTCTTCGGATTGTAAAG 
TGCTTTCAGTTGGGAAGAAGAAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGCCAGCAGC 
CGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGAAAAATA 
AGTCTGATGTTAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTTTTTCTAGAGTACTGGAGAG 
GTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGAGAAGTCAGCT 
CACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGATCACTAGGTGTTGGGGGTCGAACCTCAGCGCCCAAGCTAACGCGATAAGTGATC 
CGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGACGCAACGCGAGAAACCTTACCAGCGTTTGACATCCTAAGAAGTTTCCAGAGATGG 
ATTCGTGCCGGCTTGCCGGAACTTAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTATGTTGCTACCATTAAGTTGAGCACTCATGCGAT 
ACTGCCTGCGATGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACGCTGGGCTAC 
ACACGTGCTACAATGGGCAGTACAGAGAGTTGCCAACCCGCGAGGGTGAGCTAATCTCTTAAAGCTGTTC 
TTAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCATGT 
TGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGT 
AGCAGGCCTAACCGTAAGGAGGGATGTTCCTAAGGTGTGATTAGCGATTGGGGTGAAGTCGTAACAAGGT 


>gi|219878393|ref|NR_025532.1| Psychrobacter luti strain NF11 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGGTAGCTTGCTACCAGGCGTC 
GAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAAT 
TAATACCGCATACGACCTACGGGAGAAAGGGGGCAACTTGTTGCTCTCGCTATTAGATGAGCCTAAGTCG 
GATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGC 
CACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGC 
AACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGA 
AGACTCCGTGGTTAATACCCACGGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAG 


CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGAGCGTAGGTGGCTC 
GATAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGTTGAGCTAGAGTATGT 
GAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGG 
CAGCCTTCTGGCATAATACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAAT 
AAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGC 
AGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCT 
AAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAG 
GGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAAG 
CCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCA 
GAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACC 
AGAAGTGGATAGCCTAACCTTCGGGAAGGCGTTCACCACGGTGTGGTTGATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACC 


>gi|219878392|ref|NR_025531.1| Psychrobacter fozii strain NF23 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGATAGCTTGCTATCAGGCGTC 
GAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGATAGCACGGGGAAACTCGTAT 
TAATACCGCATACGACCTACGGGAGAAAGGGGGCAGTTTACTGCTCTCGCTATTAGATGAGCCTAAGTCG 
GATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGC 
CACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGA 
AACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGA 
AGACTCCGTGGTTAATACCCACGGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAG 
CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGAGCGTAGGTGGCTC 
TATAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGAAACTGTAGAGCTAGAGTATGT 
GAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGG 
CAGCCTTCTGGCATAATACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAAT 
AAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGC 
AGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCT 
AAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAG 
GGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAAG 
CCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCA 
GAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACC 
AGAAGTGGATAGCTTAACCTTCGGGGAGGCGTTCACCACGGTGTGGTTGATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACC 


>gi|219878391|ref|NR_025530.1| Comamonas kerstersii strain LMG 3475 16S ribosomal RNA, partial sequence 
TGCCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAA 
TACATCGGACCGTGCCTAGTAGTGGGGGATAACTACTCGAAAGAGTGGCTAATACCGCATGAGATCTACG 
GATGAAAGCAGGGGATCGCAAGACCTTGTGCTACTAGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGA 
TAAAAGCTTACCAAGCCAACGATCTGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACAC 
GGCCCATACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGC 
CGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGCTTCGGGTTAATACC 
CTGGAGTCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGAGGTGAAAT 
CCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAAGGCTAGAGTACGGCAGAGGGGGATGGAATTCC 
GCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGTAC 
TGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT 
GTCAACTGGTTGTTGGGTCTTCATTGACTCAGTAACGAAAGCTAACGCGTGAAGTTGACCGGCCTGGGGA 
GTACCGGCGCAAGGGTTGAAACCTCAAAGGAATTGACGGGGACCCCCGCACAAGCGGTGGATGATGTGGT 
TAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGGCAGGAATCCTTTAGAGATAGAGGAGTG 
CTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAA 
ACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAAT 
GGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGC 
AGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGT 
TCCCGGGTCTTGTAC 


>gi|219878390|ref|NR_025529.1| Mycobacterium rhodesiae strain DSM 44223 16S ribosomal RNA, partial 
sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTC 
GAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGT 
CTAATACCGAATAGGATCATGGCCTGCATGGGTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGC 
GGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGAC 
CGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGG 
ACGAAGCGCAAGTGACGGTACCTATAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGA 
AAACTCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAAT 


TCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGT 
AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTT 
CCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTGATGGTGGGGACTCGTGAGAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTA 
CAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGG 
ATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCC 
TAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TACCGGAAGGTGCGG 


>gi|219878389|ref|NR_025528.1| Mycobacterium pulveris strain DSM 44222 
sequence 
CTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCTCCTTCGGGGGTACTCG 
AGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTC 
TAATACCGAATACACCCTGCTGGTCGCATGGCCTGGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTG 
TCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCAGTAT 
CGACGAAGCCGTAAGGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTC 
GTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGG 
CAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
TGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTC 
GGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTGATGGTGGGGACTCGTGAGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACAT 
GCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGT 
TCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGT 
GGCCTAACCCTTGTGGGAGGGTGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAG 
CCGTACCGGAAGGTGCGGCTGG 


>gi|219878388|ref|NR_025527.1| Mycobacterium agri strain DSM 44515 16S 
AGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCCTTCGGGGGGTACTCGA 
GTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCT 
AATACCGAATACACCCTTTTGGTCGCATGGCCGTTAGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCG 
GCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACC 
GGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCTCACGA 
CGAAGGGTGACTGACGGTAGTGAGAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCCGTGAA 
AACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTA 
ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
GTGGGTACTAGGTGTGGGTTCTTTCCTAAGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCTGGCAGAGATGTCGGTTCC 
CTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTGATGGTGGGGACTCGTGAGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACA 
ATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGAT 
CGGGGTCTGCAACTCGTCCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTA 
ACCCCGTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTA 


16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 


>gi|219878387|ref|NR_025526.1| Mycobacterium moriokaense strain DSM 44221 16S ribosomal RNA, partial 


sequence 

CTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTTCGGGGGTA 
CTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTG 
GGTCTAATACCGAATACACCCTGCTGGTCGCATGGCCTGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGG 
CCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
TACCGACGAAGCGCAAGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTT 
CGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACT 


GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG 
GCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGT 
CGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACA 
TGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGT 
AGCCGTACCGGAAGGTGCGGCTG 


>gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei strain JK 615 16S 
CGGCGTGCCTAACACATGCAAGTCGAACGGAGAATTTACGCTGATGAAGCTTCGGCAGATTCTTGTAAAA 
TCTTAGTGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCTCATACTGGGGGATAACAGCTGGAAACGA 
CTGTTAATACCGCATAAGCGCACAGTATCGCATGATACAGTGTGAAAAACTCCGGTGGTATGAGATGGGC 
CCGCGTCAGATTAGCCAGTTGGCAGGGTAACGGCCTACCAAAGCGACGATCTGTAGCCGGCCTGAGAGGG 
CGGACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACA 
ATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGC 
AGGGAAGAAAGACTCGTAAGAGAGATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGTGATGCA 
AGTCTGAAGTGAAACCCCACGGCTCAACCGTGGGCTTGCTTTGGAAACTGTATGACTAGAGTACTGGAGA 
GGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGC 
TTACTGGACAGCAACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCGGTAAACGATGAATACTAGGTGTTGGGTGCCATAGGCATTCAGTGCCGTCGCTAACGCAGTAAGT 
ATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGATCTTGAGATCCAGATGAATACAGGGTA 
ATGCCTGTAGCTCTTCGGAGCATCTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTCAAGTCCCGCAACGAGCGCAACCCTTGTCCTAGTAGCCAGCAGTAAGATGGGAACTCTATGGAGA 
CTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCCACA 
CACGTGCTACAATGTCGTAACAAAGGGACGCGATCCCGCGAGGGTGAGCAAATCTCAAAAATAACGACCC 
AGTTCGGACTGTAGGCTGCAACCCGCCTGCACGAAGCTGGAATCGCTAGTAATCGCAGATCAGCATGCTG 
CGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCGGAAATGCCCGAAGCCG 
GTGACTTAACCGTAAGGAGAGAGCCGTCGAAGGCAGGTCTGATAACTGGGGTGAAGTCGTAACAAGGTAG 
CCGTA 


ribosomal RNA, partial sequence 


>gi|219878385|ref|NR_025524.1| Pseudobutyrivibrio xylanivorans strain Mz 5 16S ribosomal RNA, partial 


sequence 
ACATGCATGTCGAACGAAGCAATTTCTTACGATCCCTTCGGGGTGACGAGTTATTGACTCGAGTGGCGGA 
CGGGTGAGTAACGCGTGGGTAACCTGCCTTGGTACAGGGGGGACAACAGTTGGAAACGACTGCTAATACG 
CATAAGCGCACAGCATCGCATGATGCAGTGTGAAAAGTTTTTTCGGTACAAGATGGACCCGCGTCTGATT 
AGCTAGTTGGTGAGGTAACGGCCCACCAAGGCTACGATCAGTAGCCGACCTGAAAGGGTGACCCGGCCAC 
ATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTCCGGTATGTAAAGCTCTATCAGCAGGGAAGATA 
ATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTCGTATGGTGCAAGCGTT 
ATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTTTACAAGTCTGATGTGAAAGCCCGGGGCTCAA 
CTCCGGTATTGCATTGGAAACTGTAGAACTAGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGT 
GAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATTACTGACGCTGAGGC 
TCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTG 
TTGGCTTCCATAGGGAGTCGGTGCCGCAGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAG 
AATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAAATCTTGACATCCTCTTGACAAAGNATGTAATGTNCTCTTTCTTCGGGACANGAGT 
GACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGAGAGAAGTTGGGTCAAGTCCCGCACGAGCGCANCC 
CTTGTCCTTAGTAGCCAGCAATTCGGTTGGGCACTCTAGGGAGACTGCCCGGGTGAACCGGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGCGTAAACAAAG 
GGAAGCAATCGGGTGACNGTGAGCAAATCTCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCG 
ACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGT 
ACACACCGCCCGTCACACCATGGGAGTTGGGAATGCCCGAAGTCTGTGACCCAACCGTAAGGAGGGAGCA 
GCCGAAGGCAGGCTCGATAACTGGGGTGAAGTCGTAACAAGG 


>gi|219878384|ref|NR_025523.1| Actinomyces vaccimaxillae strain R10176 
sequence 

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCGGTGCTTGCACCGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCTTCTTTGGGATAACGGTCGGAAACGGCTGCTAA 
TACTGGATATTCACTTGCCTTCGCATGGGGGTGGGTGGAAAGGTTTTTTCTGGTGGGGGATGGGCTCGCG 
GCCCATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACC 
GGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGTAGGCCTTCGGGTTGTGAACCTCTTTCGCTCATGG 
TCAAGGCCCGGCTTTGGGTTGGGTTGAGGGTAGTGGGTAAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTGATCG 
CGTCTGTCGTGAAATTTTCTGGCTTAACTGGGAACTTGCGGTGGGTACGGGTTGACTTGAGTGCGGTAGG 


16S ribosomal RNA, partial 


GGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGAG 
TCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCACCCGTGGTTTCTGCGCCGTAGCTAACGCTTTAAG 
TGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACGCCCAGAGCTCCTAG 
AGATAGGGGTGCATTTGGTTGGGGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCACGTTGTGGTGGGGACTCGTGGG 
GGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
TCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATGTCGTGAGACGGAGCGAATCCCTTAAAGCTGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGTCACGAAAGTTGGTAACA 
CCCGAAGCTCATGGCCTAACCGTTTGGGGGGAGTGGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGT 
AACAAGGTAGCCGTACCGGAAGG 


>gi|219878383|ref|NR_025522.1| Oleispira antarctica strain RB-8 16S ribosomal RNA, partial sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAAGGTAGCTTGCTACCAGGCGTCGAGCGGCGGA 
CGGGTGAGTAATGCTTAGGAATCTACCGAGTAGTGGGGGATAGCCATTGGAAACGATGATTAATACCGCA 
TATATCCTACGGGGGAAAGCAGGGGACCTTCGGGCCTTGCGCTATTCGATGAGCCTGAGTGAGATTAGCT 
AGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGAAAGTCTGA 
TGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTCAG 
TAAGTAATATTTGCTGGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAATTTAGTGCCAGCAGCCGCG 
GTAATACTAAAGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTT 
GGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTCAAAACTGACTCACTAGAGTACGAGAGAGGTT 
AGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGAGATGGGAAGGAACACCAGTGGCGAAGGCGACTGAC 
TGGCTCGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACG 
CCGTAAACGATGTCTACTAGCCGTTGGAGGACTTGATCCTTTAGTGGCGCAGCTAACGCGATAAGTAGAC 
CGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGTGAACTTTTGAGAGATCA 
ATTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGG 
TTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCATCATTAAGTTGGGGACTCTAAGGAGACTG 
CCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACAC 
GTGCTACAATGGCATGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAGCATGTCGTAG 
TCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGAT 
AGCTTAACCTTCGGGAGGGCGTTTACCAGGAGTATTC 


>gi|219878382|ref|NR_025521.1| Actinomyces cardiffensis strain CCUG 44997 16S ribosomal RNA, partial 
sequence 
TCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCGGTGCTTGCACCGTTGAT 
TAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCTTCTTTGGGATAACGGTCTGAAAGGGCTG 
CTAATACTGAATATTCACATGTCTTCGCATGGGGGTGTGTGGAAAGAGATGCTTTTGGGTGTTTTTGGTG 
GGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCTTTGACGGGTAACCGG 
CCTGAGAGGGTGACCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGTAGGCCTTCGGGTTGTGAAC 
CTCTTTCGCTCATGGTCAAGCCGCAGTTTTGGGTTGTGGTGAGGGTAGTGGGTAAAGAAGCGCCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTT 
GTAGGCGGTTGGTCGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGG 
CTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACC 
GGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCACCCGTGGTTTCTGCGCCGT 
AGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGC 
GCCCTGACGCTGCAGAGATGTGGTGGCATTTGGTTGGGGGTGTACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAAGCGCAACCCTTGCCCTATGTTGCCAGCACGTTGT 
GGTGGGGACTCGTGGGGGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATGTCGTAAGGCGGAGCG 
AATCCCTTAAAGCTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGT 
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAA 
AGTTGGTAACACCCGAAGCTCATGGCCTAACCGGTTTGTCCGGGGGGAGTGGTCGAAGGTGGGATTGGCG 
ATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCA 


>gi|219878380|ref|NR_025519.1| Nocardiopsis halophila strain DSM 44494 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGAGCAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTAC 
ACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCCGACACCGGGATAAGCCGTGGAAACGCC 
GTCTAATACCGGATACGACGCGCCCCCGCATGGGGTGCGCGTGGAAAGTTTCACTCCGGTTGGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTGAAGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGC 
AATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAC 
CACTCACGCAGGCCCCGGGTTCTCCCGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
CGTGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACCCCGGTTTTGCAGTGGATACGGGCATGCTAGAGGT 


AGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGA 
AGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGCTTTCCACGGTTCCCGTGCCGCAGCTAACG 
CATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCGGTAAT 
CCATCAGAGATGGTGGGTCCTTCGGGGATCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTGATGGTGGGGACT 
CATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCT 
TGGGCTGCAAACATGCTACAATGGCCGGTACAGTGGGCGTGCGATGCCGTGAGGCGGAGCGAATCCCTAA 
AAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGA 
TCAGCAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAA 
CACCCGAAACTTGCGGCCCAACCCCTTATGGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGA 
AGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGC 


>gi|219878379|ref|NR_025518.1| Anaerobiospirillum thomasii strain DSM 11806 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAATACATGCAAGTCGAACGGTAACAGTAAGATAGCTTG 
CTATCTTAGCTGACGAGTGGCGGACGGGTGAGTAAAGTCTGGGAAACTGCCTGATAGAGGGGGACAACAG 
CTGGAAACGGCTGCTAATACCGCATACACCCTGAGGGGGAAAGGAGCAATCCGCTATCAGATGTGCCCAG 
ATGGGATTAGCTAGTAGGTGTGGTAAGGGCGCACCTAGGCGACGATCTCTAGCTGGTCTGAGAGGATGAT 
CAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCACAATGG 
GGGGAACCCTGATGCAGCCATGCCCGCTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGGG 
AGGAAATCGCAAGAGTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAT 
ACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGTAGGCGGATAGTCAAGTAAGGTG 
TGAAAGCCCCGGGCTCAACCTGGGAACTGCACTTTAAACTAACTATCTAGAGTATTGCAGAGGGAAATGG 
AATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAAGAACACCAGAGGCGAAGGCGATCTCCTGGGC 
AGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGTCGATTAGAAGCTTGAGCGATAGTTTGGGTTTCGTAGCTAACGCGCTAAATCGACCGCCTGGG 
GAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGATGCAACGCGAAGAACCTTACCTGACCTTGACATCGTAGGAATGAATAAGAGATTATTCAGTGC 
CTTCGGGAGCCTATAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTCCTTTGTTGCCAGCGGGTAAAGCCGGGAACTCAAAGGAGACTGCCAGTG 
ACAAACTGGAGGAAGGCAGGGATGACGTCAAGTCATCATGGCCCTTACGGTCAGGGCTACACACGTGCTA 
CAATGGGGCGTACAGAGGGAGACGAAACCGCGAGGTGGAGTGGAGCCCACAAAGCGTCCCGCAGTTCGGA 
TTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAAT 
ACGTCCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGAATTGCACCAGAAGTAGTTAGCCTA 
ACCGCAAGGAGGGCGATTACCACGGTGTGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAACCATAGGG 
GAACCTGTGGCTGGATCACCTCCT 


>gi|219878378|ref|NR_025517.1| Nocardiopsis metallicus strain R2A 16S ribosomal RNA, partial sequence 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCG 
GCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAAT 
ACCGGATATGACCTGTCACCTCATGGTGGCGGGTGGAAAGTTTTGTCGGTCAGGGATGGGCTCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAA 
AGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCA 
GGCTCCACGTTCTCGTGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGT 
CTGCTGTGAAAGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGA 
AACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTTT 
CTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACCTGTAGAGA 
TACAGGGTCATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCA 
AACATGCTACAATGGCCGGTACAATGGGCGTGCGATACCGTAAGGTGGAGCGAATCCCTTAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACG 
CCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAA 
CTTGTGGCCTAACCCTTCGGGGAGGGAATGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 
GGTAGCCGTACCGGAAGG 


>gi|219878377|ref|NR_025516.1| Streptococcus ratti strain ATCC 19645 16S ribosomal RNA, partial sequence 
AGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTGGAACGCAAGGGAACACACCGTGCTTGCACATC 
GTGTTTTCTTGAGTCGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTATTAGCGGGGGATAACTATTG 
GAAACGATAGCTAATACCGCATAAGAGAGTTTAACACATGTTAGACGCTTGAAAGATGCAAGAGCATCAC 
TAGTAGATGGACCTGCGTTGTATTAGCTAGTAGGTAGGGTAAAGGCCTACCTAGGCGACGATACATAGCC 
GACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAA 
AGCTCTGTTGTCAGAGACGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTGACCAGAAAG 
GGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG 
TAAAGCGAGCGCAGGCGGTTTTGTAAGTCTGAAGTCAAAGGCAGTGGCTTAACCATTGTGTGCTTTGGAA 


ACTGCAGGACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGG 
AGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGAGTGCTAGGTGTTAGGCCCTTTCCGGGGCT 
TAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCCGATGCCCGCTCTAGAGATAGAGTTTTACTTTTGTACATCGGTGACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCA 
TCATTGAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGAGTCGCGAGCCGGTGACG 
GCAAGCTAATCTCTGAAAGCCGATCTCAGTTCGGATTGGAGGCTGCAACTCGCCTCCATGAAGTCGGAAT 
CGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCGTTAAG 


>gi|219878376|ref|NR_025515.1| Actinomadura namibiensis strain HAG 010767 16S ribosomal RNA, partial 
sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTAC 
TCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGG 
GTCTAATACCGGATACGACCCACCATTGCATGGTGTGTGGGTGGAAAGTTTTTTCGGTTGGGGATGGGCT 
CGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGC 
GACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAA 
TGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCA 
GGGACGAAGCTCACGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGTTG 
TGAAAGCCCACGGCTTAACCGTGGGTCTGCATCCGATACGGGCAGACTAGAGGCAGGTAGGGGAGCATGG 
AATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTGCTCTGGGC 
CTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGGGTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTT 
GCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCGGAAAACTCGCAGAGATGCGGG 
GTCCCTTTGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACCGCCGG 
GGTCAACTCCGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGC 
TACAATGGCCGGTACAGAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGC 
CCAACCCTTGTGGGGGAGCGGTCGAAGGTGGGGCCGGC 


>gi|219878375|ref|NR_025514.1| Megamonas hypermegale strain DSM 1672 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGGTGTTTATTTCGGTAAA 
CACCAAGTGGCGAACGGGTGAGTAACGCGTAAGCAATCTACCTTCAAGATGGGGACAACACTTCGAAAGG 
GGTGCTAATACCGAATGAATGAGAGATGACCGCATGGATATTTCTCTAAAGGAGGCCTCTGAAAATGCTT 
CCGCTTGAAGATGAGCTTGCGTCTGATTAGCTAGTTGGTGAGGGTAAAGGCCCACCAAGGCGACGATCAG 
TAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAACGAAGAAGGTCTTAGGAT 
CGTAAAGTTCTGTTGTTAGGGGCGAAGGGCAACATTTTGAATAAGGGTGTTGTTTGACGGTACTTAACGA 
GGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGAATTATT 
GGGCGTAAAGGGAGCGCAGGCGGGAAGTTAAGCGGACTTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGG 
TCCGAACTGACTTTCTTGAGTGCAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATA 
TTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCTAGGGT 
AGCGAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGGATACTAGGTGTGGGAGGTATCGAC 
CCCTTCCGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACC 
AAGACTTGACATCGACTGACGTAGTTAGAGATAAGTATTTTTACTTCGGTAAACAGGAAGACAGGTGGTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATACTAT 
GTTGCCAGCACGTAAAGGTGGGAACTCATAGTAGACTGCCGCGGACAACGCGGAGGAAGGCGGGGATGAC 
GTCAAGTCATCATGCCCCTTACGTCTTGGGC TACACACGTACTACAATGGGATGAACAGAGGGAAGCGAA 
GTCGCGAGGCAGAGCGGAACCCTAAAAGCATCTCTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGA 
AGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCACGAAAGTCATTCACACCCGAAGCCGGCTAAGGGCCGAAAGGAACCGACCGTCGAAGGTG 
GGGGCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878374|ref|NR_025513.1| Acetobacter malorum strain LMG 1746 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGCTTCGGCCTTAGTGGCGGACGGGTG 
AGTAACGCGTAGGAATCTATCCACGGGTGGGGGATAACTCCGGGAAACTGGAGCTAATACCGCATGATAC 
CTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTTGATTAGCTTGTTGGTGGGGTAATGGC 
CTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGT 
GTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCGGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTA 
AAGGGCGTGTAGGCGGTTTGTACAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTAATA 
CGTGCAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGA 
AGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTACTCA 


GTGTCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTT 
GTATGGGTAGGCTGTGTCCAGAGATGGGCATTTCCCGCAAGGGACCTACCGCACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAG 
CATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGATGACAATGGGAAGCTAGATGGCGAC 
ATCGTGCTGATCTCAAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGGGCGCAGCCGACCACGGTCGGGTCA 
GCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACC 


>gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae strain LMG 1625 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTTTCGGCCTTAGTGGCGGACGGGTG 
AGTAACGCGTAGGAATCTATCCATGGGTGGGGGATAACTCCGGGAAACTGGAGCTAATACCGCATGATAC 
CTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTTGATTAGCTTGTTGGTGGGGTAATGGC 
CTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGT 
GTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCGGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTA 
AAGGGCGTGTAGGCGGTTTGTACAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTAATA 
CGTGCAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGA 
AGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTACTCA 
GTGTCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTT 
GTATGGGTAGGCTGTGTCCAGAGATGGGCATTTCCCGCAAGGGACCTACCGCACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAG 
CATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGATGACAATGGGAAGCTAGATGGCGAC 
ATCGTGCTGATCTCAAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGGGCGCAGCCGACCACGGTCGGGTCA 
GCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACC 


>gi|219878372|ref|NR_025511.1| Bacillus luciferensis strain LMG 18422 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTAATTGGAGCTTGCTCCAATTAGTTA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTATAAGACTGGGATAACTTCGGGAAACCGGAGCT 
AATACCGGATGACAYAAAGGAACTCCTGTTCCTTTRTTGAAAGATGGCTTCGGCTATCACTTATAGATGG 
GCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTTG 
TTAGGGAAGAACAAGTGCTAGTTGAATAAGCTGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGC 
GCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAAA 
CTTGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACC 
AGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGA 
AGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
TCTGACAACCCTAGAGATAGGGCTTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGT 
TGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGACCTGGGCTACACACGTGCTACAATGGATAGTACAAAGGGTTGCAAGACCGCGAGGTGGAGCTAA 
TCCCATAAAACTATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCACTAGTAA 
TCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGT 
TTGTAACACCCGAAGTCGGTGGGGTAACCTTTTAGGGGCCAGCCGCCTAAGGTGGGACAGATGATTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878370|ref|NR_025509.1| Pseudoalteromonas agarivorans strain KMM 255 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGTAGCTTGC 
TACTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTT 
GGAAACGACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGC 
CCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGA 
TGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGT 
CAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCA 
GGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTA 
GAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGAT 
GGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGCTCTGTTTTTCAAAGCTA 
ACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGC 


ACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGA 
ACTTACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGA 
GAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTA 
CGTGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCA 
CTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CGTATCAGAATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGG 
TTGCTCCAGAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAA 
GTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCT 


>gi|219878369|ref|NR_025508.1| Halomonas halocynthiae strain KMM 1376 16S ribosomal RNA, partial sequence 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATGGAAGCTTGCT 
TCCAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATGGGAATCTGCCCGATAGTGGGGGATAACTTGGGG 
AAACTCAAGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATCGGAT 
GAGCCCATGCCGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCGTAGCTGGTCTGAG 
AGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTT 
CAGTGAGGAAGAATGCCTTTGGGCTAATACCCTGAAGGAAAGACATCACTCACAGAAGAAGCACCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCG 
CGTAGGCGGCTTAATCAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTTAG 
GCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATAC 
CAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCATGGGTAGCAAACAGGATT 
AGATACCCTGGTAGTCCATGCCGTAAACGATGTCGACTAGCCGTTGGGATCCTAGCGATCTTTGTGGCGC 
AGTTAACGCAATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCC 
TGCGAATTTGGTAGAGATACCTTAGTGCCTTCGGGAACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCGAGTAAT 
GTCGGGAACTCTAAGGAGACAGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGC 
CCTTACGAGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTTGCTAAGCCGCGAGGTGGCGCT 
AATCCCAGAAAACCGGTCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGT 
AATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGACTGCACCAGAAGTGGTTAGCTTAACCTTCGGGAGAGCGATCACCACGGTGTGGTTCATGACTGGG 
GTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGAT 


>gi|219878367|ref|NR_025506.1| Psychromonas profunda strain 2825 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGAAAATAG 
CTTGCTATTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAACATGCCAAAACGTGGGGGACAA 
CAGTTGGAAACGACTGCTAATACCGCATAATATCTTCGGATCAAAGCAGGGGACCTTCGGGCCTTGCGCG 
TTTTGAGTGGCCCAAGTGGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCTAGCTG 
GTCTTAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAA 
GCACTTTCAGTGGGGAGGAAAGGGTGTACGTTAATAGCATGCATCTGTGACGTTACCCACAGAAGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA 
AAGCGCGCGTAGGTGGTTAATTAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTGAAA 
CTGGTTAACTAGAGTTTTGTAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAA 
GGAATACCAGTGGCGAAGGCGGCCACCTGGACAAAGACTGACACTGAGGCGCGAAGGCGTGGGGAGCAAA 
CGGGATTAGATACCCCGGTAGTCCACGCAGTAAACGATGTCTATTAGAAGTTTGTGGCTATATGCCGTGG 
GTTTCAAAGCTAACGCATTAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTT 
GACATCCAGAGAATCACCTAGAGATAGATGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGC 
GAGTTATGTCGGGAACTATAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCA 
TCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCAGATACAAAGGGTTGCTAACCAGCGATG 
GTATGCGAATCTCATAAAGTCTGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAAT 
CGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCTTTCGGGGATGGCGATGACCACGGTGTGGTTC 
ATGACTGGGGTGAAGTCGTAACAAGG 


>gi|219878366|ref|NR_025505.1| Gordonia sihwensis strain SPR2 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTT 
GCTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGGACTCTGGGATAAGCCTG 
GGAAACTGGGTCTAATACCGGATAGGACCACTGATTGCATGGTTGGTGGTGGAAAGCTTTTGCGGTTCAG 
GATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCT 
GAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCGCTAGGGACGAAGCGTAAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGC 
GTCGTCTGTGAAATTCTGCAACTCAATTGCAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCACATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCATTTCACGAGTTCCGTGCCGTAGCTAACGCATTAAG 
TACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAAGCCGTAG 


AGATACGGCCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACACATGCTACAATGGCGCGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCGCGT 
CTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAA 
GCCGGTGGCCTAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAA 
GGTAGCCGTACCGGAAGGTGCGGCTGGAT 


>gi|219878365|ref|NR_025504.1| Brachybacterium sacelli strain LMG 20345 16S ribosomal RNA, partial 
sequence 
ATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTCACTTCGGGATAACCTCGGGAAATCGA 
GGCTAATACCGGATACGAGTTTCCGCCGCATGGTGGTTTCTGGAAAGTTTTTCGGTGAGGGATGGACTCG 
CGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGYGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGG 
GAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGCTTGTCGCGTCTGCCGTG 
AAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAGACTGGAA 
CTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCA 
TTACTGACACTGAGAAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAA 
CGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCTG 
ATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACTGGACGGCTGCAGAGATGTGGCT 
TTCTTTGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAAGCATGCTA 
CAATGGTCGGTACAATGGGTTGCGAAGCTGTGAGGTGGAGCGAATCCCAAAAAGCCGGCCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCC 
ATCCTCGTGAGGGAGCTGTCGAAGGTGGGATCGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCG 
GAAGG 


>gi|219878364|ref|NR_025503.1| Brachybacterium fresconis strain LMG 20336 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGGTGGTGCTTGCACCGCCTGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCCTCTTCGGGATAACCTCGAGAAATCGAGGCT 
AATACCGGATATGAGTTTCCACCGCATGGTGGTTGCTGGAAAGTTTTTCGGTGGGGGATGGACTCGCGGC 
CTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGCGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
AAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAG 
AAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGCTTGTCGCGTCTGCCGTGAAAA 
CCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAGACTGGAATTCC 
TGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTAC 
TGACACTGAGAAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTT 
GGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCTGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACGGCTGCAGAGATGTGGCTTTCT 
TCGGACTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAGTGGCGGGGACTCATGGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAAGCATGCTACAAT 
GGTCGGTACAATGGGTTGCGAAGCTGTGAGGTGGAGCGAATCCCAAAAAGCCGGCCTCAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCCATCC 
TTGTGAGGGAGCTGTCGAAGGTGGGATCGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAG 
G 


>gi|219878363|ref|NR_025502.1| Brachybacterium paraconglomeratum strain LMG 19861 16S ribosomal RNA, 
partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACGGTGGTGCTTGCACCGCCTGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCCACTTCGGGATAACCTCGGGAAATCGTGGCT 
AATACCGGATATGAGCACTCATCGCATGGTGGGTGTTGGAAAGATTTATCGGTGGGGGATGGACTCGCGG 
CCTATCAGTTTGTTGGTGAGGTGATGGCTCACCAAGACGATGACGGGTAGCCGGCCTGAGAGGGCGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCAGTAGGGAA 
GAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGCTTGTCGCGTCTGCCGTGAAA 
ACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAGACTGGAACTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTA 
CTGACACTGAGAAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGT 
TGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCTGATT 


AATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACTGGACGGCTGCAGAGATGTGGCTTTC 
TTTGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAAGCATGCTACAA 
TGGTCGGTACAATGGGTTGCGAAACTGTGAGGTGGAGCGAATCCCAAAAAGCCGGCCTCAGTTCGGATTG 
GGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCCATC 
CTCGTGAGGGAGCTGTCKAAGGTGGGATCGGTGATTGGGACTAAGGTCGTAACAAGGTAGCCGTACCGGA 
AG 


>gi|219878361|ref|NR_025500.1| Streptococcus entericus strain CECT 5353 16S ribosomal RNA, partial 
sequence 
GAACGGGTGAGTAACGCGTAGGTAACCTGCCTGATAGCGGGGGATAACTATTGGAAACGATAGCTAATAC 
CGCATAACAGTATTTACTGCATGGTAGATACTTAAAAGGAGCAATTGCTTCACTATCAGATGGACATGCG 
TTGTATTAGCTAGTAGGTAGGGTAACGGCCTACCTAGGCTTCGATACATAGCCGACCTGAGAGGGTGATC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGG 
GGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGA 
AGAACGTTAGTGGGAGTGGAAAATCCATTAAGCTTGACGGTATCTTACCAGAAAGGGACCGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGG 
TGGTTAGATAAGTCTGAAGTAAAAGGCAGTGGCTCAACCATTGTATGCTTTGGAAACTGTTTAACTTGAG 
TGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGC 
GAAAGCGGCTCTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATGTTAGGCCCTATCCGGGGCTTAGTGTCGAAGCTAA 
CGCGATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAACGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTNACCAGGTCTTGACATCCCCTCTG 
ACCGTCCTAGAGATAGGATTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTGTTAGTTGCCATCATTAAGTTGGGC 
ACTCTAGCGAGACTGCCGGTAACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATGCCCCTTATGACC 
TGGGCTACACACGTGCTACAATGGTCGGTACAACGAGTCGCAAGTCGGTGACGACAAGCAAATCTCTTAA 
AGCCGATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGAT 
CAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACA 
CCCGA 


>gi|219878360|ref|NR_025499.1| Alkalilimnicola halodurans strain 34Alc 16S ribosomal RNA, partial 
sequence 
TGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAGCGGTAACAGGCCCTTCG 
GGGTGCTGACGAGCGGCGGACGGGTGAGTAACGCGTGGGAATCTGCCCTTCGGTGGGGGATAGCCCGGGG 
AAACTCGGATTAATACCGCATACGCCCTACGGGGCAAAGTGGCCCTCTGATGTAAGGTCACGCCGAAGGA 
TGAGCCCGCGTCCGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTTTGA 
GAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGAAGGCAGCAGTGGGGAATATT 
GGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTT 
TCAGCAGGGAGGAAAAGCTTACGGTTAATACCCGTGAGTCTTGACGTTACCTGCAGAAGAAGCACCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGC 
GCGTAGGCGGTTCGATAAGTCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATCCGATACTGTCG 
GGCTAGAGTCTGGTAGAGGGAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACA 
CCAGTGGCGAAGGCGACTTCCTGGACCAAGACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATCAGAACTAGCCGTTGGGTTCATTTATGGACTTAGTGGC 
GCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGCCCTTGACAT 
CCTCGGAACCTCTTGGAGACGAGAGGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCGATTC 
GGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCTTATGGGCAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGC 
TAATCCCAGAAAGCCGGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAG 
TAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGCTGCACCAGAAGCAGGTAGTCTAACCTTCGGGAGGGCGCCTGCCACGGTGTGGTCGATGACTG 
GG 


>gi|219878359|ref|NR_025498.1| Sedimentibacter saalensis strain ZF2 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAAGTATATTTTCGGATATGCTTAGTGGCG 
GACGGGTGAGTAACGCGTGAACAATCTGCCCTGTACACAGGAATAGCCTCGGGAAACTGGGATTAAAACC 
GGATAACACTTTTTGGCCGCATGGCCGGGAAGTCAAATTGATTTAGAGGTACAGGATGAGTTCGCGTCTG 
ATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGTGAACGCCCC 
ACTGGAACTGAGACACGGTCCAGATTCTTACGGAAGGCAGCAAGTGGGGAATATTGCACAATGGAGGAAC 
TCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAACTCTGTCCTTGGTGACGAAAA 
AAATGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGGC 
GAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGAGTAGGCGGTAATATGTGTCAGATGTAAAAGGCTAT 
GGCTTAACCATAGTTGGCATTTGAAACTGTATTACTTGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGT 
AGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTAACTGACGC 
TGAGTCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGC 
TAGGTGTTGGGTAGCGATATTCAGTGCTGAAGTAAACACAATAAGCACTCCGCCTGGGGAGTACGGTCGC 
AAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGAAGAACCTTACCAAGGCTTGACATCCCCTTGACCGGCACAGAGATGTGCCCTCTCTTCGGGAGCAA 


GGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTATCCTTAGTTGCCAGCAGGTTAAGCTGGGCACTCTAAGGAGACTGCCGATGATAAATCGGAG 
GAAGGTGGGGATGACGTCAAATCGATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGTCGG 
TACAAAGGGCAGCGAAGGAGTGATCTGGAGCGAATCCCAATAAACCGATCCCAGTTCGGATTGTAGGCTG 
CAACTCGCCTACATGAAGTCGGAGTTGCTAGTAATCGCGAATCAGAACGTCGCGGTGAATGCGTTCCCGG 
GTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGTAATACCCAAAGTCGCTGAGCTAACCGCAAGGG 
GCAGGCGCCTAAGGTAGGATCAATGACTGGGGTG 


>gi|219878358|ref|NR_025497.1| Nautilia lithotrophica strain 525 16S ribosomal RNA, partial sequence 


TGGCTCAGAGTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAGGGGCAGCAGCAGAGAACTTCGGT 
TTTCTGGCTGGCGACCGGCGGACGGGTGAGTAACACGTAGTTACTTGCCCCCCAGAGGGGGATAACACAC 
CGAAAGGTGTGCTAATACCGCATATACCCGAGAGGGGAAAGGGCATTAGCCCGCTGGGGGATAGGGCTGC 
GGCGTATCAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGATGACGCGTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGG 
GGGAAACCCTGACCCAGCAATGCCGCGTGGAGGAAGAAGCCTTTCGGGGTGTAAACTCCTTTTGCAGGGG 
GAAGAAACTGACGGTACCCTGCGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGG 
GAGCGAGCGTTACTCGGAATCACTGGGCGTAAAGGGTGCGTACGCGGTCAGATAAGTTGGGAGTGAAATC 
CTATGGCTCAACCATAGAACTGCTTCCAAAACTGTCTGACTAGAGTTCGGGAGAGGCCAAGGGAATTCCT 
GGTGTAGGGGTGAAATCCGTAGAGATCAGGAGGAATGCCGAAAGCGAAGGCGCTTGGCTGGAACGAAACT 
GACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATG 
GCCACTAGTGGTTGGGGGGACAGTCCTTCAGTCACGAGCAAACGCGATAAGTGGCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATAGACGGGGACCCGAACAAGCGGTGGAGCATGTGGTTTAATTCG 
AAGATACGCGAAGAACCTTACCTGGGCTTGACATCCCTGGAACCCTGCAGAGATGCGGGGGTGCTACTTC 
GGTAGAGCCAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTGTCCTTAGTTGGCATCAGTTCGGCTGGCCACTCTAAGGAGACTGCCCGGGCAACCGGGAG 
GAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCGACACACGTGCTACAATGGCCGGG 
ACAGAGAGAAGCGAAACTGCGAGGTGGAGCAAATCTCTAAACCCGGTCCCAGTTCGGATTGCACTCTGCA 
ACTCGAGTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGG 
TCTTGTACTCACCGCCCGTCACACCATGGGAGTCGGGTTCACCCGAAGTCGGTATCCCTAAGATAGGGGC 
CGCCTACGGTGGACCCGGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGG 


>gi|219878357|ref|NR_025496.1| Corynebacterium felinum strain CCUG 39943 16S ribosomal RNA, partial 


sequence 
TCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCAGCTTTTGTTGGGGT 
GCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTTCGGGATAAGCTTGGGAAACT 
GGGTCTAATACCGGATAGGACCATCATTTAGTGTTGGTGGTGGAAAGTTTTTTCGGTACGAGATGAGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTG 
GACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAG 
GGACGAAGCTTTTGTGACGGTACCTGTATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGT 
GAAATACCGGGGCTTAACTCCGGAGCTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGC 
AGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTA 
AACGGTGGGCGCTAGGTGTAGGGGTCTTCCACGACTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCC 
TGGGGNGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACAGGACGGCTGCAGAGATGTAGT 
TTCCCTTGTGGTCTGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATGAGAGACTGCCGG 
GGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGC 
TACAATGGTCGGTACAACGCGTTGCCAGCCCGTGAGGGTGAGCGAATCGCTGAAAGCCGGCCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGC 
CTAACCTTTTTTGGG 


>gi|219878355|ref|NR_025494.1| Streptomyces arenae strain ISP 5293 16S 
CAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCC 
CTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAACACTTCCACTCTCCTGGGTGGAGG 
TTAAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTAGTTGGTGAGGTAATGGCTCACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAC 
GGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAG 
AGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGG 
GCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGA 
ACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCG 
TGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTG 
ACATACACCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGG 
CCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAG 
TCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCG 


ribosomal RNA, partial sequence 


AGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGG 
AGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGG 
GACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219878354|ref|NR_025493.1| Streptomyces roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
sequence 
CAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCC 
CTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATTGACCACCGCAGGCATCTGTGGTG 
GTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTAGTTGGTGAGGTAATGGCTCACCAA 
GGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAA 
GAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACG 
GGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG 
AACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCC 
GTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTT 
GACATACACCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAG 
GCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGC 
GAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCG 
GAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTG 
GGACTGGCGATTGGGACNAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219878353|ref|NR_025492.1| Streptomyces longisporus strain ISP 5166 16S ribosomal RNA, partial 
sequence 
CAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCC 
CTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGAGCCCGGGAGGCATCTCCTGGGT 
TGTAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAC 
GGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
AGCTCGTAGGCGGCTTGTCACGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGG 
GCTGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGA 
ACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGG 
TGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTG 
ACATACACCGGAAACATCCAGAGATGGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCATG 
CCCTTCGGGGTGATGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGT 
GAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCG 
GAGTTGCTAGTAATCGCAGATCAGCAGTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTG 
GGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219878352|ref|NR_025491.1| Vibrio hepatarius strain LMG 20362 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACTTAACTGAACCTTCGGGGAAC 
GTTAAGGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATT 
GGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGG 
ATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATCCCTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACT 
TTCAGCAGTGAGGAAGGTKSATGCGTTAATAGCGTATTCATTTGACGTTAGCTGCAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGC 
AGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAT 
ACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTC 
GGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTA 
ATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
GCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACTTGCGAAAGTGAG 
CGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 


GTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGCTGCAAAAGAAGTAGGTAGTTTAACCTTCGGGAGAACGCTTACCACTTTGTGGTTCATGAC 


>gi|219878351|ref|NR_025490.1| Paenibacillus agaridevorans strain DSM 1355 16S ribosomal RNA, partial 
sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTTGATGAGGTGCTTGCACC 
TCTGATGCTTAGCGGCGGACGGGTGAGTAACACGTAGGTAACCTGCCCGACAGACCGGGATAACATTCGG 
AAACGAATGCTAATACCGGATACGCGATTTGGTCGCATGGCCGAATCGGGAAAGACGGAGCAATCTGTCA 
CTGTTGGATGGACCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGC 
CGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTA 
AAGCTCTGTTGCCAGGGAAGAACGCTTGGGAGAGTAACTGCTCCCAAGGTGACGGTACCTGAGAAGAAAG 
CCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGCGCGCGCAGGCGGTTCATTAAGTCTGGTGTTTAAGGCTGGGGCTCAACCCTGGTTCGCACTGGAA 
ACTGGTGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGG 
AGGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCT 
TGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAAT 
TGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCCTCTGACCGTCCTAGAGATAGGGCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCA 
GCATTTCGGATGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCTAGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCAGTACAACGGGAAGCGAAACCGCGAG 
GTGGAGCCAATCCTATCAAAGCTGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGA 
ATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAC 
ACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGTA 
GATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGG 


>gi|219878350|ref|NR_025489.1| Paenibacillus agarexedens strain DSM 1327 16S ribosomal RNA, partial 
sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGGTTTATCCTTCGGGATAACTT 
AGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTACAAGACCGGGATAACATTCGGAAACGAATGC 
TAATACCGGATACGCGAATCTCTCGCATGGGAGAATCGGGAAAGACGGAGCAATCTGTCACTTGTAGATG 
GACCTGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTT 
GCCAGGGAAGAACGTCATGGAGAGTAACTGCTCCATAGGTGACGGTACCTGAGAAGAAAGCCCCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGC 
GCAGGCGGCTAATTAAGTCTGGTGTTTAATCCCGGAGCTCAACTCCGGGTCGCACGGGAAACTGGTTGGC 
TTGAGTACAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCA 
GTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAA 
GTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCC 
TCTGACCGCTCTAGAGATAGGGCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCAGGTTAAG 
CTGGGCACTCTAGGATGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTACTACAATGGCCGATACAACGGGAAGCGAAACCGCGAGGTGGAGCGA 
ATCCTATCAAAGTCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTACAACACCCGAAGCCGGTGGGGTAACCCGCAAGGGAGCTAGCCGTCGAAGGTGGGGTAGATGATTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTG 


>gi|219878349|ref|NR_025488.1| Citricoccus muralis strain 4-0 16S ribosomal RNA, partial sequence 
TGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCTCCAGCTTGCTGGG 
GTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTTCCCTTGACTCTGGGATAAGCCCGGGAAA 
CTGGGTCTAATACCGGATACGACCTCCTACTCGCATGGTGGGGGGTGGAAAGATTTATCGGTTTTGGATG 
GACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGA 
GGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTC 
AGTAGGGAAGAAGCTTTCGGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCCT 
CTGCCGTGAAAGTCCGGGGCTTAACCCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGA 
GACCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCT 
CTGGGCTGTTACTGACGCTGAGGAGCGAAAGCACTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
TGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGCAGCTAACGCATTAAGT 
GCCCCGCCTGGGGAGTACGGCCGCAAGCGTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
ACATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCCCGACCGGGCCAGAG 
ATGGTCWTTCCCCTTTGGGCGGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGDGTTATGCCGGGGACTCATGGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 


CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAG 
CCGGTGGCCCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGA 


>gi|219878348|ref|NR_025487.1| Sneathia sanguinegens strain CCUG 41628 16S ribosomal RNA, partial 
sequence 
TGGCTCAGGATAAACGCTGACAGAATGCTTAACACATGCAAGTCGATGATGGGAGCTAGCTTGCTAGAAG 
AAGTCATGGCGGACGGGTGAGTAACGTGTAAAGAACTTACCATATAGACTGGGATAACAGAGGGAAACTT 
CTGATAATACTGGATAAGTTAGTAGTAGCATTACTAAGTAATGAAAGGTAGCAATACGCTATATGAGAGC 
TTTGCATCCTATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGATGATAGGTAGCCGGCCTGAGAGG 
GTGGACGGCCACAAGGGGACTGAGATACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGAGGCAACTCTGATCCAGCAATTCTGTGTGTGTGAAGAAGGTTTTAGGACTGTAAAACACATTTTA 
GTAGGGAAGAAAGAAATGACGGTACCTACAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGTAA 
TACGTATGTCGCGAGCGTTATCCGGAATTATTGGGCTTAAAGGGCATCTAGGCGGTTAAACAAGTTGAAG 
GTGAAAACCTGTGGCTCAACCATAGGCTTGCCTACAAAACTGTATAACTAGAGTACTGGAAAGGTGGGTG 
GAACTACACGAGTAGAGGTGAAATTCGTAGATATGTGTAGGAATGCCGATGATGAAGATAACTCACTGGA 
CAGCAACTGACGCTGAAGTGCGAAAGC TAGGGGAGCAAACAGGATTAGATACCCTGGTATCCTAGCTGTA 
AACGATGATCACTGGGTGTGGGGATTCGAAGTCTCTGTGCCGAAGCAAAAGCGATAAGTGATCCGCCTGG 
GGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTT 
TAATTCGACGCAACGCGAGGAACCTTACCAGATCTTGACATCCTCCGAAGAGCATAGAAGTATGCTTGTG 
CCTACGGGAACGGAGAGACAGGTGGTGCATGGCTGTCCACAGCTCNTGTTGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGAAACCCCTATCATTAGTTACCATCATTAAGTTGGGGACTCTAATGAAACTGCCTACGA 
AGAGTAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGATCTGGGCTACACACGTGCTAC 
AATGGATAGTACAAAGAGAAGCTTTGTAGCGATACATGGCAAAACTAAGAAAGCTATTCTTAGTTCGGAT 
TGAAGTCTGCAACTCGACTTCATGAAGTTGGNATCACTAGTAATCGTGAATCAGCAATGTCACGGTGAAT 
ACGTTCTCGGGGTCTTGTACACACCGCCCGTC 


>gi|219878347|ref|NR_025486.1| Halomonas muralis strain : LMG 20969 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGAAGCTTGCTTCCTGGTGGC 
GAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGC 
TAATACCGCATACGTCCTACGGGAGAAAGCGGGGGCTCTTCGGACCTCGCGCTATCGGATGAGCCTATGT 
CGGATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGG 
GCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGGGGAA 
GAAGGCTTGCCGGTCAATACCCGGTAAGAAGGACATCACCCACAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGC 
GTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGC 
AGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAA 
GGCGGCCTTCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTTCCTTGAGAACTTAGTGGCGCAGTTAACGCG 
ATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAAGCCA 
AAAGAGATTYTGGTGTGCCTTCGGGAACCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTGTCCCTATTTGCCAGCACGTAACGGTGGGAACT 
CTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGT 
AGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGACGCAAGACGGCGACGTGGAGCGAATCCCAGAA 
AGCCGGCCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAAT 
CAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCA 
CCAGAAGTGGTTAGCTTAACCTTCGGGAGAGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGT 
AACAAGGTAGCCGTAGGGGAACC 


>gi|219878345|ref|NR_025484.1| Dysgonomonas mossii strain CCUG 43457 16S ribosomal RNA, partial sequence 
GCGATAGGCCTAACACATGCAAGTCGAGGGGCAGCATAGAGTAGCAATACTTTGATGGCGACCGGCGCAC 
GGGTGAGTAACACGTATGCAACCTACCTACATCAGGGGAATAACCCGGAGAAATTCGGACTAATACCGCA 
TAATACAGGGATGCCGCATGGCAATATTTGTTAAAGATTTATCGGATGATAGATGGGCATGCGTTCCATT 
AGCTGGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGGATAGGGGAACTGAGAGGTTTGTCCCCCACA 
CTGGAACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGT 
CTGAACCAGCCAAATCGCGTGAAGGAAGACTGCCCTACGGGTTGTAAACTTCTTTTGTACAGGAATAAAA 
GACATTACGTGTAGTGTATTGCATGTACTGTACGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGGATTTTAAGTCA 
GCGGTGAAATTTTCAGGCTCAACCTGAACACTGCCGTTGAAACTGGGATTCTTGAGTATGGATGAAGTAG 
GCGGAATTCGTTGTGTAGCGGTGACATGCTTAGATATAACGAGGAACTCCGATTGCGTAGGCAGCTTACT 
AAGCCATAACTGACGCTCAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGATTACTAGTTGTTTGCGATATACCGTAAGTGACTAAGCGAAAGCGATAAGTAATCCACC 
TGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTG 
GTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAAATGTACCTGACCGTCCTTGAAAGGGGAC 
TTCTAGCAATAGCAGGTATGTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAG 
TGCCATAACGAGCGCAACCCACATTATTAGTTACTAACAGGTTAAGCTGAGGACTCTAATAAGACTGCCG 
TCGTAAGATGCGAGGAAGGTGTGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCGACACACGTG 
TTACAATGGGAGGTACAAAGGGCTGCTACCTGGTGACAGGATGCTAATCCCCAAAGCCTCTCCCAGTTCG 
GATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGCCGGGGGTATCTGAAGTGCGTAAC 
CGTAAGGAGCGTCCTAGGGTAAAACTGGTGACTGGGGCTAAGTCGTAACAA 


>gi|219878344|ref|NR_025483.1| Halorhodospira neutrophila strain SG 3301 16S ribosomal RNA, partial 
sequence 
TTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAGCGGCAGCGCGGAGAGCCTAGCTCTCTGGCGGC 
GAGCGGCGGACGGGTGAGTAACGCGTGGGTATCTGCCCTTCGGTGGGGGACAGCCCGGGGAAACCCGGAT 
TAATACCGCATACGCCCTACGGGGGAAAGTGGGCCTCTGATCCAAGCTCACGCCGAAGGATGAGCCCGCG 
TCCGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACAATCGGTAGCTGGTTTGAGAGGACGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGGACAATGGG 
CGAAAGCCTGATCCAGCAATGCCGCGCTGTGTGAAGAAGGCTGCGGGTTTGTAAAGCACTTTCATCGGGG 
AGGAAAAGCGTCGGGCTAATACCTGGCGTCTTCACGTTACCCGAAGAAGAAGCGCCGGCAAACTTGCTGC 
CAGCAGCCGCGTAATACGAAGGGCGCAAGCGTTAATCGGAATCACTGGGCGTAAAGGGCGCGCAGGCGGT 
CGGGTAAGTCGGGTGTGAAAGCCCTGGGCTCAACCTAGGAATTGCATCCGATACTGCTCGGCTAGAGTCC 
GGTAGAGGGTAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAA 
GGCGACTGCCTGGACCGAGACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAGGACTAGCCGTTGGCCCCATTTAAGGGGTTAGTGGCGTAGCTAACGC 
GTTNAGTCCTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCGGCCCTTGACATCCTCGGAACCT 
TCCTGAGAGGGAAGGGTGCCTTCGGGAGCCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCGGTCCGGCCGGGAACT 
CTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGGC 
CGGGCTACACACGTGCTACAATGGCAGGTACAAAGGGTCGCGAAGCCGCGAGGTGGAGCTAATCCTCGAA 
AGCCTGTCCTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCAGAT 
CAGCAATGCTGCGGTGAATACGTTCC 


>gi|219878343|ref|NR_025482.1| Blastococcus saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCTGCTTCGGTGGGGGATCAG 
TGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCTCAGCTCTGGGATAACTCCAAGAAATTGGGGCTA 
ATACCGGATATGACTGCTGACCGCATGGTCTGGTGGTGGAAAGATTTATCGGCTGGGGATGGGCCCGCGG 
CCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGC 
GAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAC 
GAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTCGTCGCGTCGGCTGTGAAA 
TCCCGAGGCTCAACCTCGGGCCTGCAGTCGATACGGGCGGACTTGAGTTCGGCAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGAAA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGT 
TGGGCGCTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTT 
AATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATGCACGGAAATCCTCCAGAGATGGTGGGTCC 
GTAAGGGCCGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTCATGGTGGGGACTCATAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTGCAAACATGCTACAA 
TGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
GGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACGCCCGAAGCCGGTGGCCCAAC 
CCTTGTGGAGGGAGCCGTCGAAGGCGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGTGCGGCTGG 


>gi|219878342|ref|NR_025481.1| Virgibacillus carmonensis strain LMG 20964 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAAGTTGATCCTCTTCGGAGGT 
GACGCTTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGATTGGGATAACC 
CCGGGAAACCGGAGCTAATACCGAATAAYACTTTTTATCACATGGTAGAAAGTTGAAAGGCGGCTTTTGC 
TGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTRCCAAGGCGACGATGC 
GTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGA 
TCGTAAAACTCTGTTGTTAGGGAAGAACAAGTATCGTTCGAATAGGGCGGTACCATGACGGTACCTAACC 
AGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGCGCTCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTC 
ATTGGAAACTGGAGGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGA 
GATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGG 
GGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTC 
CGCCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCA 
AAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATCCTCTGACAGCGATAGAGATATCGTGTTCCCTTCGGGGACAGAGTGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTA 
GTTGCCAGCATTAAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGACGCGAAGC 
CGCGAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAG 
CCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTATGGAGCCAGCCGCCGAAGGTG 
GGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878341|ref|NR_025480.1| Vibrio chagasii strain R-3712 16S ribosomal RNA, partial sequence 


ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTATCTGAACCTTCGGGGAAC 
GWTAASGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCTTGATGTGGGGGATAACCATT 
GGAAACGATGGCTAATACCGCATAAYGCCTACGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAAG 
ATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACT 
TTCAGTTGTGAGGAAGGGGGTGTCGTTAATAGCGGCATYTCTTGACGTTAGCAACAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CATGCAGGTGGTTCATTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGT 
GAACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAT 
ACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTC 
GGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCAGAGAAGCCAGCGGAGACGCAGGTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTA 
ATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
GCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCGAACTTGCGAGAGTGAG 
CGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTT 


>gi|219878340|ref|NR_025479.1| Vibrio pacinii strain LMG 19999 16S ribosomal RNA, partial sequence 
GCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACAACATTGASCCTTCGGGTGATTTGTTGGGCGT 
CGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGG 
CTAATACCGCATGATGCCTACGGGCCAAAGAGGGGGACCTTMGGGCCTCTCGCGTCAGGATATGCCCAGG 
TGGGATTAGCTAGTTGGTGAGGTAAKGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGA 
GGAAGGGGGTATCGTTAATAGCGGTATTCTTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGG 
TTCGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATAGCATTTGAAACTGGCGGACTAGAGTA 
CTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGA 
AGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGC 
GTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCTACAGAAGCC 
AGCGGAGACGCAGGTGTGCCTTMGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGT 
GAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAAC 
TCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACKAG 
TAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCGAGACAGCGATGTTAAGCGAATCCCAAA 
AAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGA 
TCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGC 
AAAAGAAGTAGGTAGTTTAACCTTCGGGAGAACGCTTACCACTTTGTGGTTCATGACTGGGGTGAAGTCG 
TAACAAGGTAGCCCTAGGGGAACC 


>gi|219878339|ref|NR_025478.1| Vibrio xuii strain R-15052 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTCWCTGAACCTTCGGGGAAC 
GTGAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATT 
GGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGG 
ATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCAACGATCCCTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACT 
TTCAGCAGTGAGGAAGGTTCATACGTTAATAGCGTATGGATTTGACGTTAGCTGCAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGC 
AGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAT 
ACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTC 
GGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTA 
ATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
GCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACTTGCGAGAGTGAG 
CGAATCCCAAAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTA 
GTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGCTGCAAAAGAAGTAGGTAGTTTAACCTT 


>gi|219878338|ref|NR_025477.1| Vibrio brasiliensis strain LMG 20546 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTAACTGAACCTTCGGGGAAC 
GTTAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATT 
GGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGG 


ATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACT 
TTCAGCAGTGAGGAAGGCRGRKWCGTTAATAGCGKSCTYGTTTGACGTTAGCTGCAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGC 
AGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAT 
ACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTC 
GGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCAGAGAACTTTYCAGAGATGRATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACTTC 
GGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGG 
CCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACTTGCGAAAGTGAGC 
GAATCCCAAAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAG 
TAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGCTCACCACTTTGTGGTTCATGACTGG 
GGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACC 


>gi|219878337|ref|NR_025476.1| Vibrio neptunius strain LMG 20536 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTATCAAAGCCTTCGGGTGGA 
GATAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATT 
GGAAACGATGGCTAATACCGCATAATAGCTTCGGC TCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGG 
ATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACT 
TTCAGCAGTGAGGAAGGTGGTGTCGTTAATAGCGGCATCATTTGACGTTAGCTGCAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGC 
AGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAT 
ACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTC 
GGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCTCAGAAGAGACTGGAGACAGTCTTGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTA 
ATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
GCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCRGCCAACTTGCGAAAGTGAG 
CGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGTGGATCAGAATGCYACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGGGGACGCTCACCACTTTGTGGTTCATGAC 


>gi|219878336|ref|NR_025475.1| Arthrobacter gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACTTCTGTGCTTGCACAGAATGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTTCGGGATAAGCCTGGGAAACCGGGTCT 
AATACCGGATACGACCTCCTGGCGCATGCCATGGGGGTGGAAAGCTTTATTGCGGTTTTGGATGGACTCG 
CGGCCTATCAGCTTGTTGGTTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAG 
GGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGT 
GAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGA 
ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCA 
TTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAA 
ACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCG 
GATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGTAAAGCGTAGAAATACGCT 
CCCCACTTGTGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGGTTATGCCGGGGACTCATAGGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATG 
CTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTC 
GGATTGAGGTCTGCAACTCGACCTCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGG 
CCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGAT 


>gi|219878335|ref|NR_025474.1| Paenibacillus stellifer strain IS1 16S ribosomal RNA, partial sequence 
GGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTTGTGAGGGAGCTTGCTCCNGATNN 
ACTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCTTCAGACTGGGATAACTACCGGAAACGG 
TAGCTAATACCGGATAATTCCTTTCTTCGCCTGAAGGAAGGATGAAAGACGGAGCAATCTGTTACTGAGG 
GATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCT 
GAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATC 
TTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTC 


TGTTGCCAGGGAAGAACGTTCTCTAGAGTAACTGCTAGAGAAGTGACGGTACCTGAGAAGAAAGCCCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGC 
GCGCGCAGGCGGCGATTTAAGTCTGGTGTTTAAACCATGGGCTCAACCTGTGGTCGCATCGGAAACTGGA 
TGGCTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAAC 
ACCAGTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGC 
CGAAGTTAACACAGTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACA 
TCCCCCTGAATACGTTAGAGATAGCGTAGGCCTTCGGGACAGGGGAGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACTTTAGTTGCCAGCAGGT 
CAGGCTGGGCACTCTAGAGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAACCGCGAGGTGGA 
GCCAATCTTATAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACG 
AGAGTTTACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGGTAGATGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGAT 


>gi|219878334|ref|NR_025473.1| Bacillus decolorationis strain LMG 19507 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACCAACGAGGAGCTTGCTCCTCAGCGGT 
TAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGG 
CTAATACCGGATAATTCTTTTCTCTGCATAGAGGAGAGATAAAAGATGGCTTCGGCTATCCCTTACAGAT 
GGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
GGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGT 
TGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGG 
GACTTGAGTACTGGAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACA 
CCAGTGGCGAAGGCGGCTCTCTGGCCAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGGTGTTGGGGGGTTCCACCCTCAGTGCTGA 
CGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
TTCGCYACTTCTAGAGATAGAAGGTTCCCCTTCGGGGGACGAAGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTSA 
GTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCAAAACCGCGAGGTTGAGCG 
AATCCCATAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAACCAGCCGCCGAAGGTGGGACAGATGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878333|ref|NR_025472.1| Virgibacillus necropolis strain LMG 19488 16S ribosomal RNA, complete 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAAGCAATCACCCTTCGGGGTG 
TGAGCTTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTGTAAGATTGGGATAACC 
CCGGGAAACCGGAGCTAATACCGAATAATACTTTTTATCACATGGTAGAAAGTTGAAAGGCGGCTTTTGC 
TGTCACTTACAGATGGGCCCGCGTCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGC 
GTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGA 
TCGTAAAACTCTGTTGTTAGGGAAGAACAAGTATCGTTCGAATAGGGCGGTACCATGACGGTACCTAACC 
AGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGCGCTCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTC 
ATTGGAAACTGGAGGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGA 
GATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGG 
GGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTC 
CGCCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCA 
AAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATCCTCTGATAGCGATAGAGATATCGTGTTCCCTTCGGGGACAGAGTGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTA 
GTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGACGCGAAGC 
CGCGAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAG 
CCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTATGGAGCCAGCCGCCGAAGGTG 
GGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCG 


>gi|219878332|ref|NR_025471.1| Oerskovia paurometabola strain DSM 14281 16S ribosomal RNA, partial 
sequence 

TGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGCCCAGCTTGCTGGGC 
GGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCCGGGATAAGCCTTGGAAACG 
AGGTCTAATACTGGATACGAGACGCCCCTGCATGGGGAGTGTCTGGAAAGATTTATCGGTCTGGGATGGA 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 


GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAG 
CAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGG 
TGTGAAAACTCAAGGCTCAACCTTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGCGGTAGGGGTGACT 
GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGG 
GCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCG 
TAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCAAACGCATTAAGTGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGATGG 
TTGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTCTTATGTTGCCAGCACGTCATGGTGGGGACTCATAAGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCAT 
GCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTT 
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTG 
GCCCAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCC 
GTACCGGAAGGTGCGG 


>gi|219878331|ref|NR_025470.1| Oerskovia jenensis strain DSM 46000 16S 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGCCCAGCTTGCTGG 
GCGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCCGGGATAAGCCTTGGAAA 
CGAGGTCTAATACTGGATACGAGACGCCCCTGCATGGGGAGTGTCTGGAAAGATTTATCGGTCTGGGATG 
GACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGA 
GGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTC 
AGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCT 
GGTGTGAAAACTCAAGGCTCAACCTTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGCGGTAGGGGTGA 
CTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACT 
GGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTNNATACCCTGGTAGTCCATGC 
CGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCAAACGCATTAAGTGCC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGC 
ATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGAT 
GGTTGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTCGTCTTATGTTGCCAGCACGTCATGGTGGGGACTCATAAGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGC 
ATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCCAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAG 
CCGTACCGGAAGGT 


>gi|219878330|ref|NR_025469.1| Planococcus antarcticus strain CMS 26or 
sequence 

GGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAACCATTGGAGCTTGCTCCTTTGGTTT 
AGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGC 
TAATACCGAATAGTTTGCGGCCTCTCCTGAGGCTGCACGGAAAGACGGTTTCGGCTGTCACTGCAGGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTTTTCGGATCGTAAAACTCTGTT 
GTGAGGGAAGAACAAGTGCCAGCTAACTACTGGCACCTTGACGGTACCTCACCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAGAAC 
TTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCA 
GTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCA 
GCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCC 
GCTGACCGGTGTAGAGATACGCCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAG 
TTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGCAACCCCGCGAGGGCAAGCCA 
ATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTA 
ATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGACACACCGCCCGTCACACCACGAGAGT 
TTGTAACACCCGAAGTCGGTGAGTAACCCTTGTGGAGCCAGCCGCCGAAGGTGGGACGATGATTGGGTGA 
AGTCGTAAC 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial 


>gi|219878329|ref|NR_025468.1| Gordonia westfalica strain Kb2 16S ribosomal RNA, partial sequence 


GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGGGTACTCGAGT 
GGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGAACTCTGGGATAAGCCTGGGAAACTGGGTCTAA 
TACCGGATATGACCTTGGAGTGCATGCTCTGGGGTGGAAAGCTTTTGCGGTTCAGGATGGGCCCGCGGCC 
TATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGGC 


CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCAGGGACGA 
AGCGTGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATT 
CTGCAACTCAATTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACT 
GACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTG 
GGTACTAGGTGTGGGGCTCATTTCACGAGTTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGCATGTAGAGATACATGTTCCCT 
TGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACC 
CCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCG 
GAAGGTGC 


>gi|219878328|ref|NR_025467.1| Curtobacterium flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S 
ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCCAGCTTGCTGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCGTTGGAAACGACGTCTAA 
TACTGGATATGATCACTGGCCGCATGGTCTGGTGGTGGAAAGATTTTTTGGTTGGGGATGGACTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
AAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAT 
CCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAAC 
TGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTT 
GGGCGCTAGATGTAGGGACCTTTCCACGGTTTCTGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGGCCAGAGATGGTCGCCCCC 
TTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGGTTATGCCGGGGACTCATAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
AGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAAC 
CCTTGTGGAAGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGTGC 


>gi|219878327|ref|NR_025466.1| Petrotoga sibirica strain SL25 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGGTTAACGCTGGCGGCGTGCGTAACACATGCAAGTCGAACGGGCCATTACTCTTTGGAGT 
GATGGTTAGTGGCGAACGGGTGAGTAAAAGGTAGGGACCTACCCCGAGGACAGAGATAGCTACTGGAAAC 
GGTAGGTAAACTCTGATAAGCCCGAGAGGGGAAAGTGGAAGGCAGCCTTGGGATGGACCTACTATCCATC 
AGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCGATGACGGATAACCGGTGTGAGAGCATGTACGGTCACA 
AGGGCACTGAGACACGGGCCCTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGC 
CTGATCCAGCGACGCCGCGTGAAGGAAGAAGTCCTTCGGGATGTAAACTTCTGAACTAATCGAATAAAAG 
GGTAGTGGACACACTACAGAAGAAGGTAGAT TAGGAAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAAGACGTAGGGGGCGAGCGTTGCCCGGAATCACTGGGTGTAAAGGGGACGTAGGCGGATGATCAAGTCA 
TCTGTGAAAAGATTGCTCAACGATTGGCTTGCGGATGAAACTGGTCATCTTGGGCGTAGCAGAGGTAGAC 
GGAATTACCTGAGTAGGGGTGAAATCCGCAGATACAGGTAAGAACGCCGGTGAAGAAGTTGGTCTACTAG 
GCTACAGCTGACGCTGAGGTCCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTG 
TAAACGATGCTCACTAGGTGTAGGGAGCGAAAGACTCTCTGTGCTGAAGCTAACGCGATAAGTGAGCCAC 
CTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGAAGCTAACCGAAGAACCTTACCAGGGATTGACATGTAACTGAAGGTAGAGAAATCTACT 
GGCCTGCCGTGAGGTAGGAGGTTACACAGGTGGTGCACGGTCGTCGTCAGCTCGTGCCGTGAGGTGTTGG 
GTTAAGTCCCACAACGAGCGCAACCCCTACAATTAGTTACCAGCAAGTAAAGTTGGGGACACTAATTGGA 
CAGCCGCCGACGAGGCGGAGGAAGGAGGGGATGACGTCAGATAAGCGTGCCCCTTATACTCTGGGCGACA 
CACGTGCTACAATGGGGAGGACAAAGGGAAGCGAAGCCGAGAGGTGGAGCGGATCCGAAAAAACTCTCCG 
TAATATGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCAGGTCAGCCAAAC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCACCCGAGTTGGGAACACCTGAAGG 
CAGTACGGAAGGTACTGTTGAAGGTGGGCTTGGCGAGGGGGGCGAAGTCGTAACAAGGTAGGTGTACCGG 
AAGTGCGGCTGG 


>gi|219878326|ref|NR_025465.1| Fulvimonas soli strain LMG 19981 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGCAGCACAGAGGAGCTTGCTCCTTGGGTG 
GCGAGTGGCGGACGGGTGAGTAAGGCATCGGGATCTGCCCCGACGTGGGGGATAACGTAGGGAAACTTAC 
GCTAATACCGCATACGTCCTAYGGGAGAAAGCGGGGGACCTTCGGGCCTCGCGCGGCGGGATGAACCGAT 
GTGCGATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATCGCTAGCTGGTCTGAGAGGATGAT 


CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGG 
GCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTATCAGGA 
GCGAAATGCCATCGGCCAATACCCGGTGGAGCTGACGGTACCTGAGGAATAAGCACCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCG 
GTTTCTTAAGTCTGCTGTGAAATCCCCGGGCTCAACCTGGGAATGGCAGTGGATACTGGGGAGCTAGAGT 
GTGATAGAGGATGGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACATCAGTGGCG 
AAGGCGGCCATCTGGATCAACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGTCTCAACTCGGAGATCAGTGTCGAAGCTAAC 
GCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCCGGAAT 
CCTGCAGAGATGCGGGAGTGCCTTCGGGAATCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAAAGGCGGGA 
ACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
GCCAGGGCTACACACGTACTACAATGGTCGGTACAGAGGGTTGCAAGACCGCGAGGTGGAGCCAATCCCA 
GAAAGCCGATCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
GATCAGCTATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGAGT 
TGCTCCAGAAGCCGTTAGCCTAACCGCAAGGGGGGCGACGACCACGGAGTGGTTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878325|ref|NR_025464.1| Kibdelosporangium aridum strain DSM 43828 16S ribosomal RNA, partial 


sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTAC 
ACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCCGGGAAACTGG 
GTCTAATACCGGATACGACTTGCAGTCGCATGACTGTGGGTGGAAAGTTCCGGCGGTGCAGGATGAGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAAT 
GGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAG 
GGACGAAGCGAGAGTGACGGTACCTGGAGAAGAAGCACCGGCTGACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGTCGT 
GAAAACCTGGGGCTTAACCCTGGGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGA 
ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCC 
GATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGTTGGGCGCTAGGTGTGGGGCTCTTTCCACGGGTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCTAGAGATAGGGC 
TTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGTTCGGCCGGGGACTCATGGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCT 
ACAATGGCTAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCACGGCC 
TAACCCCTTGTGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TACCGGAAGGTGCG 


>gi|219878324|ref|NR_025463.1| Sporocytophaga myxococcoides strain DSM 
sequence 
CCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGCAGCGGGTCCAGCAATGG 
ATGCCGGCGAGTGGCGCACGGGTGCGTAACACGTATGCAATCTACCTGTAACTTAGGGATAGCCCGGAGA 
AATTCGGATTAATACCTAATGATAACCGAGACTGGCATCAGTTTTTGTTTAAAGATTTATCGGTTACAGA 
TGAGCATGCGTCTGATTAGTTAGTTGGTGAGGTAATGGCTCACCAAGACGATGATCAGTAGGGGACCTGA 
GAGGGCGATCCCCCACACTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTAGGGAATATT 
GGGCAATGGTCGAGAGACTGACCCAGCCATGCCGCGTGCAGGATGAAGGCCTTATGGGTTGTAAACTGCT 
TTTGATCGGGAACAAAGAGGCCATGCGTGGCAAGATGAGTGTACCGATAGAATAAGCACCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAG 
GCGGCTGATTAAGTCAGTGGTGAAAGGCAGCAGCTTAACTGTTAGCACGGCCATTGATACTGGTTAGCTT 
GAGTACAGTCGAGGTAGGCGGAATTGAAGGTGTAGCGGTGAAATGCATAGATATCTTCAAGAACACCTAT 
TGCGAAGGCAGCTTACTAGGCTGTAACTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGATCACTCGCTGTTAGCGATATACTGTTAGCGGCTAAGCGAAA 
GCAATAAGTGATCCACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGTCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGACTAGAATGTTAGGGAAT 
GATGCAGAGATGTGTCAGCCAGCAATGGCCCAAAACAAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGT 
GAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAACACGTAATGGTGGGGAC 
TCTAGAGAGACTGCCTGCGTAAGCAGAGAGGAAGGAGGGGATGACGTCAGGTCATCATGGCCCTTACGTC 
CAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGTTGCGAGCTGGTAACAGTAAGCCAATCACAAA 
AAGTGCGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGCTGGAATCGCTAGTAATCGCGTA 
TCAGCAATGACGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGGAGTTGGGGA 
GACCTGAAGACGGTAACCGTTGAGGAGCCGTTTAGGGTAAAACCAGCGACTGGGGCTAAGTCGTAACAAG 
GTAGCCGTACCGGAAGGT 


>gi|219878323|ref|NR_025462.1| Plantibacter flavus strain P 297/02 16S 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCGTTGGAAACGACGTCTAA 
TACCGGATACGAGCTTCCACCGCATGGTGAGTTGCTGGAAAGAATTTTGGTCAAGGATGGACTCGCGGCC 


11118 16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 


TATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGA 
AAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGA 
AGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATC 
CCGAGGCTCAACCTCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGCTACT 
GACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTG 
GGCGCTAGATGTGGGGACATTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTT 
GGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAAT 
GGCCAGTACAAAGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGCTGGTCCCAGTTCGGATTGA 
GGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACC 
GCAAGGATGGAGCTGTCTAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCGTACCGGAAG 
GTGC 


>gi|219878322|ref|NR_025461.1| Curtobacterium herbarum strain P 420/07 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCAGGAGCTTGCTCCTGTGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCGTTGGAAACGACGTCTAA 
TACTGGATATGATCACTGGTCGCATGGCCTGGTGGTGGAAAGATTTTTTGGTTGGGGATGGACTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
AAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGGGGGCTTCGGTTCTTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGC 
TGTGAAATCCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATT 
GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGG 
GCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCG 
TAAACGTTGGGCGCTAGATGTAGGGACCTTTCCACGGTTTCTGTGTCGTAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGCGGAGCATG 
CGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGGCCAGAGATGGT 
CGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGGTTATGCCGGGGACTCATAGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCAT 
GCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTT 
CGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTG 
GCCTAACCCTTGTGGGAGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCG 
TACCGGAAGGTGC 


>gi|219878321|ref|NR_025460.1| Agreia pratensis strain P 229/10 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCACTGGAAACGGTGTCTAA 
TACCGGATATTTCAGCTGGCCGCATGGTCTGGTTGTGGAAAGAATTTTGGTCAAGGATGGACTCGCGGCC 
TATCAGGTTGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGA 
AAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGA 
AGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAAC 
TGGAGGCTCAACCTCCAGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACT 
GACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTG 
GGAACTAGATGTGGGGGCCATTCCACGGTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTT 
TGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAAAGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
AGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCAACGCCAGTGGCCTAAC 
CTTCGGGAGGGAGCTGTCTAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGA 
AGGTGC 


>gi|219878320|ref|NR_025459.1| Halobacillus trueperi strain DSM 10404 16S ribosomal RNA, complete 
sequence 

CCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCGAGTGGCTCCC 
TTCGGGGTGAAGCTCGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGATCG 


GAATAACCCCGGGAAACCGGGGCTAATGCCGGGTAATACTTTCTTTCGCATGAAGGAAAGTTGAAAGATG 
GCTTCTAGCTATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGG 
CGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAG 
GTCTTCGGATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTACCGTGCGAATAGAGCGGTACCTTGACGG 
TACCTAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTC 
CGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCG 
TGGAGGGTCATTGGAAACTGGGGAACTTGAGGACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAA 
ATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTTTCTGACGCTGAGGTGCG 
AAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTA 
GGGGGCTTCCACCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGC 
TGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGGTCTTGACATCCTTGGACATCCCTAGAGATAGGGCTTTCCCTTCGGGGACCAAGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
CTAATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGG 
CAGCGAAGCCGCGAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCC 
TGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCG 
CCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGG 


>gi|219878319|ref|NR_025458.1| Psychrobacter marincola strain KMM 277 16S ribosomal RNA, partial sequence 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGGGAGCTTGCT 
CCCAGGCGTCGAGCGGCGGACGGGTGAGTAACACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGG 
AAACTCGAATTAATACCGCATACGTCCTACGGGAGAAAGGGGGCAACTTGTTGCTCTCGCTATTAGATGA 
GCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAG 
GATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGA 
CAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAA 
GCAGTGAAGAAGACCTAACGGTTAATACCCGTTAGCGATGACATTAGCTGCAGAATAAGCACCGGCTAAC 
TCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCG 
TAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGTCAGGC 
TAGAATAGGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCG 
ATGGCGAAGGCAGCCTTCTGGCATCATATTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAG 
CTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCT 
AGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGC 
CGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCC 
TTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAA 
TCTTTCAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAA 
TCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
TGATTGCACCAGAAGTGGTTAGCCTAAC 


>gi|219878318|ref|NR_025457.1| Psychrobacter submarinus strain KMM 225 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGGGAGCTTGCT 
CCCAGGCGTCGAGCGGCGGACGGGTGAGTAACACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGG 
AAACTCGAATTAATACCGCATACGACCTACGGGAGAAAGGGGGCAACTTGTTGCTCTCGCTATTAGATGA 
GCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAG 
GATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGA 
CAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAA 
GCAGTGAAGAAGACCTAACGGTTAATACCCGTTAGCGATGACATTAGCTGCAGAATAAGCACCGGCTAAC 
TCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCG 
TAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGTTAGGC 
TAGAATAGGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCG 
ATGGCGAAGGCAGCCTTCTGGCATCATATTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAG 
CTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCT 
AGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGC 
CGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCC 
TTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAA 
TCTTTCAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAA 
TCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
TGATTGCACCAGAAGTGGTTAGCCTAAC 


>gi|219878317|ref|NR_025456.1| Oceanicaulis alexandrii strain C116-18 16S ribosomal RNA, partial sequence 
AACGCTGGCGGAAGGCTTAACACATGCAAGTCGAGCGCACCCTTCGGGGTGAGCGGCAGACGGGTGAGTA 
ACGCGTGGGAACGTGCCCTTTGGTTCGGAATAGCCCTTGGAAACGAGGAGTAATGCCGAATGTGCCCTTC 
GGGGGAAAGATTTATCGCCAAAGGATCGGCCCGCGTTAGATTAGCTTGTTGGTGAGGTAACGGCTCACCA 
AGGCGACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCT 


ACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGAAAGCCTGATCCAGCCATTCCGCGTGGATGATG 
AAGGCCCTAGGGTTGTAAAATCCTTTCGGCAGGGAAGATAATGACGGTACCTGCTAAAGAAGCCCCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGC 
ACGTAGGCGGATCAGTCAGTCAGAGGTGAAATCCCGGAGCTCAACTTCGGAACTGCCTTTGATACTGCTG 
ATCTAGAGTCCGGGAGAGGTGCATGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACA 
CCAGAGGCGAAGGCGATGCACTGGACCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGTTGTCTGGCAGCATGCTGTCAGGTGACGC 
AGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGCGCTTGACATCC 
CTATCGCGGATTAGAGAGATCTTTTCCTTCAGCTCGGCTGGATAGGTGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCGTTAGTTGCCAGCACG 
TTTGGGTGGGCACTCTAACGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCA 
TGGCCCTTACGCGCAGGGCTACACACGTGCTACAATGGCAGTGACAATGAGTTAATCTCTAAAAGCTGTC 
TCAGTTCGAATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGC 
CACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGA 
CGCTGCGCTAACCTTCGGGAGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGT 
AGCCGTAGGGGAACCTGCGGCTGG 


>gi|219878316|ref|NR_025455.1| Propionivibrio limicola strain GolChil 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATNNTGGATCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCATGG 
GTGCTTGCACCTGATGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCTGAAGTGGGGGATA 
ACGTAGCGAAAGTTACGCTAATACCGCATATTCTGTGAGCAGGAAAGCAGGGGATCGCAAGACCTTGCGC 
TTTAGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCG 
GGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAA 
AGCTCTTTCGGCAGGGAAGAAATCGCATTCGCTAATACCGGATGTGGATGACGGTACCTGCATAAGAAGC 
ACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGTGCGCAGGCGGTTGTGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGAG 
ACTGCACGGCTAGAGTGCGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGG 
AGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCAACACTGACGCTGATGCACGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGATGTTGGAAGGGTTAAACCTTT 
AGTGTCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCT 
TGACATGTCAGGAATTCCGAAGAGATTTGGAAGTGCCCGAAAGGGAGCCTGAACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCC 
ATCATTTGGTTGGGCACTTTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTTCAGAGGGTTGCCAACCCGCGAG 
GGGGAGCTAATCTCAGAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAA 
TCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACA 
CCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCG 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219878315|ref|NR_025454.1| Ilyobacter insuetus strain VenChi2 16S ribosomal RNA, partial sequence 
AGAGTTTGATNNTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCGACTGGAATTCACC 
TTCGGGTGTTAGTACGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTCTAGACTGGGACAACT 
GTTGGAAACGGCAGCTAATACCGGATATTATGAGAACCTGGCATCAGGAACTTATGAAAAGCTATATGCG 
CTAGAGGAGAGCTTTGCGTCCCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGATGATGGGTAGC 
CGGCCTGAGAGGGTGATCGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGGTTTTCGGATCGT 
AAAGTGCTTTCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGCGACGGCTAAATACGTGCCAG 
CAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGTCTAGGCGGCCT 
TTTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGGAAGGCTAGAGTATCAG 
AGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCC 
AGCTCACTGGATGAATACTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTA 
GTCCACGCCGTAAACGATGATCACTAAGTGTGGGGGGTCGAACCTCCGTGCTCAAGCTAACGCGATAAGT 
GATCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCCCTTGACATCCCAAGAACTTGGCAGAG 
ATGCCTTGGTGCCTTTCGGGGGAACTTGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTATGTTACCATCATTAAGTTGGGGACTCATGC 
GAGACTGCCTGCGACGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGGGCTGGGC 
TACACACGTGCTACAATGGGCAGTACAGAGAGTCGCGAACCCGCGAGGGGGAGCCAATCTCAGAAAGCTG 
TTCTTAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCA 
ATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTG 
AAGTAGCAGGCCTAACCGTAAGGAGGGATGTTCCTAAGGTGTGATTAGCGATTGGGGTGAAGTCGTAACA 
AGGTATCCGTACGGGAACGTGCGGATGGATCACCTCCTTT 


>gi|219878313|ref|NR_025452.1| Bifidobacterium scardovii strain CCUG 13008 16S ribosomal RNA, partial 
sequence 

GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCGGCCAGCTTGCTGGTTGGTGAGAGTG 
GCGAACGGGTGAGTAATGCGTGACCGACCTGCCCCATGCTCCGGAATAGCTCCTGGAAACGGGTGGTAAT 
GCCGGATGGTCCAGCATGCTGCATGGCGTGTTGGGAAAGATTTATCGGCGTGGGATGGGGTCGCGTCCTA 
TCAGCTTGACGGTGGGGTGATGGCCTACCGTGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCA 


CATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAGCAAG 
GCTTCGGTTGAGTGTACCTGTTGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGTCGCGTCTGGTGTGAAAGT 
CCATCGCTTAACGGTGGATCTGCGCCGGGTACGGGCGGGCTGGAGTGCGGTAGGGGAGACTGGAATTCCC 
GGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCTGGGCCGTTACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTG 
GACGCTGGATGTGGGGCCCATTCCACGGGTTCCGTGTCGGAGCTAACGCGTTAAGCGTCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTTCCCGACGGCCCCAGAGATGGGGCTTCCCT 
TCGGGGCGGGTTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGCCCCGTGTTGCCAGCATTTTGGATGGGAACTCACGGGGGACCGCCGGGGTTAA 
CTCGGAGGAAGGTGGGGATGACGTCAGATCATCATGCCCCTACGTCCAGGGCTTCACGCATGCTACAATG 
GCCGGTACAACGGGATGCGACATGGCGACATGGAGCGGATCCCTGAAAACCGGTCTCAGTTCGGATTGGA 
GTCTGCAACCCGACTCCATGAAGGCGGAGTCGCTAGTAATCGCGAATCAGCAACGTCGCGGTGAATGCGT 
TCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTGGGCAGCACC 


>gi|219878312|ref|NR_025451.1| Gulosibacter molinativorax strain ON4 16S ribosomal RNA, partial sequence 
ATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTGGAGTTTAC 
TTTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACGTGCCCAGGACTCTGGAATAACGTCGG 
GAAACCGTCGCTAATACTGGATAGGTGCCATGGCCGCATGGTCTGTGGTTGGAAAGATTTATTGGTTCTG 
GATCGGCTCACGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTTAGTAGGGAAGAAGCCTTTTGGGGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTG 
TCGCGTCTGCTGTGAAAGCCCGGGGCTCAACTCCGGGTCTGCAGTGGGTACGGGCAGACTTGAGTGCGGT 
AGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGC 
AGATCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCATGCCGTAAACGTTGGGCGCTAGATGTGGGGACCATTCCACGGTTTCTGTGTCGTAGCTAACGCAT 
TAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGTAACGG 
CCAGAGATGGTCGCCCTGCTTGCAGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCA 
TGGGATACTGCCGTGGTCAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTTCACGCATGCTACAATGGCCGGTACAGTGGGTTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAG 
CCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCTAACCTTTTGGGGGG 


>gi|219878311|ref|NR_025450.1| Sterolibacterium denitrificans strain Chol-1S 16S ribosomal RNA, complete 
sequence 
TTGATCCTGGCTCAGATTGAACGCTGGCGGAATGCTTTACACATGCAAGTCGAGCGGCATCGCGGGAAGG 
GTAACCGGACTGGCGGCGAGCGGCGAACGGGTGAGTAACACATCGGAACGTACCCAGTCGTGGGGGATAA 
CCACTCGAAAGAGTGGCTAATACCGCATACGACCTGAGGGAGAAAGCGGGGGATCGGAGACGACCTCGCG 
CGATTGGAGCGGCCGATGTCTGATTAGCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGC 
TGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATTTTGGACAATGGGGGGAACCCTGATCCAGCCATTCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTA 
AAGCTCTTTCGGCAGGGAAGAAACGGACTGGGCTAATACCCTGGTTTACTGACGGTACCTGAAGAAGAAG 
CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTGCGCAGGTGGTTGTTTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTGT 
GACTGGACAGCTAGAGTGCGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTG 
GAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCAGCACTGACGCTCATGCACGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGTGTTGGGGAAGGAGACTTTC 
TTAGTACCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAA 
TTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACC 
CTTGACATGCCAGGAATCCCGGAGAGATTTGGGAGTGCCCGAAAGGGAGCCTGGACACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTG 
CCATCATTTGGTTGGGCACTCTAATGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCG 
AGGTGGAGCCAATCCCAGAAAGCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCA 
CACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGTCTAACCGCAAGGGGGGCGCTTACCACGGTGAGATT 
CATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCC 


>gi|219878310|ref|NR_025449.1| Lactobacillus intestinalis strain DSM 6629 16S ribosomal RNA, partial 
sequence 

GGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCTGAACCAGCAGATTCACTTCGGTGA 
TGACGCTGGGAACGCGAGCGGCGGATGGGTGAGTAACACGTGGGTAACCTGCCCTAAAGTCTGGGATACC 
ACTTGGAAACAGGTGCTAATACCGGATAACAACAATAGCTGCATGGCTATTGCTTAAAAGGCGGCGTAAG 
CTGTCGCTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATG 
CATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAG 
CAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGG 


ATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCCCTATTTGACGGTAATCAACC 
AGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTAT 
TGGGCGTAAAGCGAGCGCAGGCGGAAAGATAAGTCTGATGTGAAAGCCCCCGGCTTAACCGAGGAATTGC 
ATCGGAAACTGTGTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGA 
TATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGG 
GTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTC 
CGCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATCTAGTGCCATCCTAAGAGATTAGGAGTTCCCTTCGGGGACGCTAAGACAGGTGGTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTATTA 
GTTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGT 
CAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAGCGAGCC 
TGCGAAGGCAAGCGGATCTCTTAAAGCTGTTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGTACGAAG 
CTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGAAGTCTGCAATGCCCGAAGCCGGTGGCCTAACCACTTATGTGGAAGAGCCGTCTAAGG 
CAGGGCAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAG 


>gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri strain DSM 5661 16S ribosomal RNA, partial sequence 
GGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCAGAACTAACAGATCTACTTCGGTAG 
TGACGTTTCGGAAGCGAGCGGCGGATGGGTGAGTAACACGTGGGTAACCTGCCCTTAAGTCTGGGATACC 
ATTTGGAAACAGGTGCTAATACCGGATAACAACATTGATCGCATGATCGATGCTTGAAAGGCGGCGTAAG 
CTGTCGCTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATG 
CATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAG 
CAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGG 
ATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACC 
AGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTAT 
TGGGCGTAAAGCGAGCGCAGGCGGAAGAATAAGTCTGATGTGAAAGCCCTCGGCTTAACCGGGGAAGTGC 
ATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGA 
TATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGG 
GTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTC 
CGCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATCTAGCGCAATTCGTAGAGATACGAAGTTCCCTTCGGGGACGCTAAGACAGGTGGTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTA 
GTTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGT 
CAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAGCAAACC 
TGCGAAGGCAAGCGAATCTCTGAAAGCTGTTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAG 
CTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGAAGTCTGCAATGCCCAAAGCCGGTGGCCTAACCTTCGGGAAGGAGCCGTCTAAGGCAG 
GGCAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAG 


>gi|219878308|ref|NR_025447.1| Lactobacillus paraplantarum strain DSM 10667 16S ribosomal RNA, partial 
sequence 
AGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACTCTGGTAATGATTGGTGCTTGCAT 
CATGAATTACATTTGAGTGAGTGGCGAACTGGTGAGTAACACGTGGGAAACCTGCCCAGAAGCGGGGGAT 
AACACCTGGAAACAGATGCTAATACCGCATAACAACTTGGACCGCATGGTCCGAGTTTGAAAGATGGCTT 
CGGCTATCACTTTTGGATGGTCCCGCGGCGTATTAGCTAGATGGTGAGGTAACGGCTCACCATGGCAATG 
ATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGG 
CAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTTT 
CGGCTCGTAAAACTCTGTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTA 
ACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATT 
TATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAAG 
TGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGT 
AGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGTA 
TGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATACCGTAAACGATGAATGCTAAGTGTTGGAGGGT 
TTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACC 
TTACCAGGTCTTGACATACTATGCAAATCTAAGAGATTAGACGTTCCCTTCGGGGACATGGATACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTA 
TCAGTTGCCAGCATTAAGTTGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGA 
ACTCGCGAGAGTAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATG 
AAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGGGGTAACCTTTTAGGAACCAGCCGCCTAAG 
GTGGGACAGATGATTAGGGTGAAGTCGTAACA 


>gi|219878307|ref|NR_025446.1| Bacillus halodurans strain DSM 497 16S ribosomal RNA, partial sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCAAAGGGAGCTTGCTCCTG 
GAGGTTAGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACATCGAGAAAT 
CGGTGCTAATACCGGATAATAAAAAGAACTGCATGGTTCTTTTTTGAAAGATGGTTTCGGCTATCACTTA 
CAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGAC 
CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAA 
TCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAAC 


TCTGTTGTTAGGGAAGAACAAGTGCCGTTCGAAAGGGCGGCACCTTGACGGTACCTAACGAGAAAGCCAC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAA 
GCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACT 
GGGAGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGG 
AACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGACGCCCTTAG 
TGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTG 
ACATCCTTTGACCACCCTAGAGATAGGGCTTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAG 
CATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGTTGCGAAGCCGCGAGGT 
GAAGCCAATCCCAGAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATT 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATG 
ATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878306|ref|NR_025445.1| Isobaculum melis strain M577-94 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTCTCCCGAATGCTTGCATTCAA 
TTGAAAAGAGGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAACAGTCG 
GAAACGATTGCTAATACCGCATATACGAGAAACCGCATGGTTTCTTTGTAAAAGGTGGCTTTCATGCTAC 
CACTTATGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAATGATACGTA 
GCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
AGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCG 
TAAAACTCTGTTGTTAGAGAAGAACAAGTAGGAGAGTAACTGCTCCTGCCTTGACGGTATCTAACCAGAA 
AGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGG 
CGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTG 
GAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATA 
TGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCC 
CTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGG 
AATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAG 
GTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTATTAGTTG 
CCATCATTTAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAA 
TCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTCGCAAAACCGCG 
AGGTTAAGCTAATCTCTTAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGG 
AATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCA 
CACCACGAGAGTTTGTAACACCCGAAGCCGGTGAGGTAACCTTTTAGGAGCCAGCCGTCTAAGGTGGGAT 
AGATAATTGGGGTGAAGTCCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878305|ref|NR_025444.1| Maricaulis virginensis strain VC 5 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCCCTTCGGGGGAGTGGCAGACGGGTGAG 
TAACGCGTGGGAACATACCTTTCGGTTCGGAATAGCCCCGGGAAACTGGGTGTAATACCGGATACGTCCT 
TAGGGAGAAAGATTTATCGCCGAAAGATTGGCCCGCGTTAGATTAGGTAGTTGGTGAGGTAAAGGCTCAC 
CAAGCCTACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGAGGAATCTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAATGA 
TGAAGGCCTTAGGGTTGTAAAATTCTTTCAGCAGGGAAGATAATGACGGTACCTGCAGAAGAAGCCCCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCTCGTAGGCGGATTGGTCAGTCAGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGC 
CAGTCTTGAGTTCGGGAGAGGTGAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTCGGTGGAA 
CACCAGAGGCGAAGGCGGCTCACTGGACCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGTTGTCTGGCAGCATGCTGTTAGGTGAC 
GCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACAT 
ACCAATCGCGATTTCCGGAGACGGATTTCTTCAGTTCGGCTGGATTGGATACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCGTTAGTTGCCAGCA 
GGTTTGGCTGGGCACTCTAACGGGACCGCCGGTGTCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTACGGGTAGGGC TACACACGTGCTACAATGGCAGTGACAGAGAGCTAATCTCAAAAAACTG 
TCTCAGTTCGGATTGTCTTCTGCAACTCGAAGGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCAT 
GCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTATTACCCGAC 
GACGCCGCGCTAACCTTCGGGAGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAG 
GTAGCCGTAGGGGAACCTGC 


>gi|219878304|ref|NR_025443.1| Shewanella livingstonensis strain NF22 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACACAAGGGAGCTTGCTTCTGAGGTG 
ACGAGCGGCGGACGGGTGAGTAATGCCTAGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACT 
GCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAACCTAG 
GTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGAT 
CAGCCASACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGG 
AGGAAAGGTGATGTGTTAATAGCACATTGCTGTGACGTTACCTACAGAAGAAGGACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCG 


GTTTGTTAAGCCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGGAACTGGCGAACTAGAGT 
CTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACAAAGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGACTTAGTCACTGGGCTCCCAAGCTAACG 
CATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAAGA 
GACCAGAGATGGACTTGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCACGTAATGGTGGGAA 
CTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGT TGCAAAGCCGCGAGGTGGAGCTAATCTCAC 
AAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGG 
ATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTG 
CAAAAGAAGTGGGTAGTTTAACCTTCGGGAGAACGCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTC 
GTAACAAGGTAGCCCTAGGGGAACC 


>gi|219878303|ref|NR_025442.1| Arcanobacterium hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
sequence 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCGGAAAGTTTTCTTTTTGTG 
GATTAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCTCTTCTCTGGGATAAGCCTTGGAAACGG 
GGTCTAATACTGGATATTCTGCTTTAACCGCATGGTTTTTGTTGGAAAGGGTTTCTGGTGGGGGATGGGC 
TCACGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGG 
TGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGACGCAAGTCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCTTTCGGGTTGTAAACTCCTTTCAGT 
ACAGAAGAAGCGTAAGTGACGGTATGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCT 
GTGTAAGACCGGGGCTTAACTCCGGGGCTGCAGTGGGTACGGGCAGGCTAGAGTGCGGTAGGGGTAACTG 
GAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGG 
CCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGT 
AAACGTTGGGCACTAGGTGTGGGGCCTTTCCACGGGTTCTGCGCCGTAGCTAACGCATTAAGTGCCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGC 
GGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGGAATACTGCAGAGATGTGG 
TAGCCTTCGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTATGGTGGGGACTCACGAGAGACTGCCGG 
GGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGC 
TACAATGGCTGGTACAGAGGGATGCGATTCCGTGAGGTTGAGCGGATCCCTTAAAGCCAGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCCGTGGC 
CTAACTTTTTGGGGGAGCGGTCGAAGGTGGGATTAGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGG 


>gi|219878302|ref|NR_025441.1| Thermomonas haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAATACATGCAAGTCGAACGGCAGCACAGTGGAGCTTGCTCCATGGGTG 
GCGAGTGGCGGACGGGTGAGGAATACGTGGGAATCTGCCCAGTCGTGGGGGATAACGTAGGGAAACTTAC 
GCTAATACCGCATGCGCCCTTCGGGGGAAAGCCGGGGACCTTCGGGCCTGGCGCGATTGGATGAGCCCAC 
GTCGGATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGACAATGG 
GCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCCTCGGGTTGTAAAGCTCTTTTGTCCGGA 
AAGAAAAGCATCGGGTTAATACCCCGGTGTTCTGACGGTACCGGAAGAATAAGCACCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTG 
GTTCGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCATTGGAAACTGGCGGACTGGAGT 
GCGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGGCG 
AAGGCGGCTACCTGGACCAGCACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAACTTGGCACTCAGTATCGAAGCTAAC 
GCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGCAGAACCTTACCTGGCCTTGACATGCACGGAAG 
CTTCCAGAGATGGGAGTGTGCCTTCGGGAACCGTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGA 
ACTCTAAGGAGACCGCCGGCGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
GCCAGGGCTACACACGTACTACAATGGTGGGGACAGAGGGCTGCGATGCCGCGAGGCGGAGCCAATCCCA 
GAAACCCCATCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
GATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCTGT 
TGCACCAGAAGCASGTAGCTTAACCGCAAGGAGGGCGCTTGCCACKGTGTGGCCGATSACTGGGGTKAAG 
TCGTAAYAACGTAACCRTATCSGAASGTGC 


>gi|219878301|ref|NR_025440.1| Roseospira navarrensis strain SE3104 16S ribosomal RNA, partial sequence 
CGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCTCTCTTCGGAGAGAGTGGCGCACGGGTGAGTAAC 
ACGTGGGAACCTACCCTGAGGTGCGGAACAACCGTTGGAAACGACGGCTAATACCGCATATCCCCTACGG 
GGGAAAGATTTATCGCCTTAGGATGGGCCCGCGGTCGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAG 
GCGACGATCGATAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAA 
GGCCTTCGGGTTGTAAAGCTCTTTCAGGTGGGACGATGATGACGGTACCACCAGAAGAAGCCCCGGCTAA 
CTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGATTTACTGGGCGTAAAGCGCGC 
GTAGGCGGTTATGCCAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGCATGA 


CTTGAGTTCGGGAGAGGGGTATGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACC 
AGTGGCGAAGGCGGTGCCCTGGCCCGAGACTGACGNTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATGTNGGGGCGCATGCGTNCTCGGTGTCGCA 
GCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCC 
GTGACAGCTCTGGAGACAGAGTCTTCCCTTCGGGGACACGGTGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTCAGTTGCCATCAGTTCGGC 
TGGGCACTCTGAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTACGGGCTGGGCTACACACGTGCTACAATGGCGACTACAATGGGCAGCGACACGGCGACGTGAAGCTAA 
TCTCCAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGTCGGAATCGCTAGTAAT 
CGTGGATCAGCATGCCACGGTG 


>gi|219878299|ref|NR_025438.1| Thermobifida cellulosilytica strain TB100 16S ribosomal RNA, partial 


sequence 
GCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGT 
AACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATATGACTC 
CTGCTCGCATGGGTGGGGGTGGAAAGGTTGGTTTTCCTTCCGGTCGGGGATGGGCTCGCGGCCTATCAGC 
TTGTTGGTGGGGTGACGGCCTACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTG 
ACGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTTACCACTCACGCAGGCCTT 
GGGTTTTCCTGGGGTTGACGGTAGGTGGTGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCTGCTG 
TGAAAGTCCGGGGCTTAACTCCGGGTGTGCAGTGGATACGGGCAGGCTTGAGGTAGGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC 
CTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTT 
GCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCGGTAATCCTCCAGAGATGGGGG 
GTCCTTCGGGGATCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTGGTGGTGGGGACTCATGGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGC 
TACAATGGCCGGTACAGAGGGCGTGCGATGTCGTGAGGCGGAGCGAATCTCTTAAAGCCGGTCTCAGTTC 
GGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAATGCCGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCGCGTGG 
CCTAACCCTTCGGGGAGGGAGCGTGTGAAGGTGGGGCTGGTGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTACCGGAAGGTGCGGCTGGATCAC 


>gi|219878298|ref|NR_025437.1| Globicatella sulfidifaciens strain CCUG 
sequence 
GCGGCGTGCCTAATACATGCAAGTCGAACGAACCKYGACGAGAACTTGTTCTGGTCMAGGTTAGTGGCGC 
ACGGGTGAGTAACACGTGGGGAACCTGCCCTTTAGTGGGGGATAACAGTCGGAAACGACTGCTAATACCG 
CATAGACAATTTAACCGCCTGGTTAAGTTGGGAAAGGTGCTACGGCATCATTAAAGGATGGCCCCGCGGT 
GCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCSATGATGCATAGCCGACCTGAGAGGGTGATCGG 
CCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGRCG 
CAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTTTTCGGATCGTAAAGCACTGTTGTTAGAGAAG 
AACGGCTACTAKAGGAAATGYTAGTAGATTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGTGGTT 
TCTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCA 
GAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAA 
GCGGCTTTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTTCAGTGCTGGCGTTAACGCA 
ATAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTCTTGCATATC 
TTAGAGATAAGAGAAACCCTTCGGGGCAAGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATAACTAGTTGCCAGCATTCAGATGGGGACTCTA 
GTTAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGG 
GCTACACACGTGCTACAATGGATGGTACAACGAGTCGCTAACTCGCAAGAGCATGCCAATCTCTAAAAGC 
CATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAG 
CACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCC 
GAAGCCGGTGGCCTAACCAATAGGAGGGAGCCGTCGAAGGTGGGATGGATGATTGGGGTGAAGTCGTAAC 
AAGGTAGCCGTATCGGAAGG 


44365 16S ribosomal RNA, partial 


>gi|219878297|ref|NR_025436.1| Corynebacterium capitovis strain CCUG 39779 16S ribosomal RNA, partial 


sequence 

AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTGGCTTGCTGGGGTGCTCGAGTGG 
CGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAAACTGGGTCTAATA 
CCGGATAGGAATCGCATGTTGGTGTGTGGTTGGAAAGCTTTTGCGGTATGGGATGAGCTTGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGAACGGCCACA 
TTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCCAGGGACGAAGCT 
TTTGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
GAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGTAAGTCCAT 
GGCTTAACTGTGGGGTTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGTAACTGGAATTCCTGGT 


GTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCAGTTACTGAC 
GCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGC 
GCTAGGTGTGAGTCCCTTCCACGGGGTTTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGCTTGACATGAACAGGATCGCCGCAGAGATGTGGTTTCCCTTGTG 
GTCTGTTTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGTTTAAGTCCCGCAACGA 
GCGCAACCCTTGTCTTATGTTGCCAGCAATTCGGTTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCG 
GTACAGCGCGTGTGCGAGCTTGTGAGAGTGAGCTAATCGCTGAAAGCCGGTCGTAGTTCGGATTGGGGTC 
TGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCC 
CGGG 


>gi|219878296|ref|NR_025435.1| Trichococcus palustris strain DSM 9172 16S ribosomal RNA, partial sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGGTTCTTTCTTTTGGAAGCTTGC 
TTCCGATCGAGAGAATAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAAC 
ATCCGGAAACGGGTGCTAATACCGCATAGTTTTTTTGATCGCATGATCGAGAAAGGAAAGACGGCCTTTG 
TGCTGTCGCTTATGGATGGACCCGCGGCGTATTAGTTAGTTGGTGAGGTAATGGCTCACCAAGACGATGA 
TACGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGC 
AGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTC 
GGATCGTAAAACTCTGTTGTCAGAGAAGAACAAGTCGGAGAGTAACTGCTCCGGCCTTGACGGTATCTGA 
CCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTT 
ATTGGGCGTAAAGCGAGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAAGG 
TCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTA 
GATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTT 
TCCACCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACT 
CAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCAGGTCTTGACATCCTTTGACAATCCTAGAGATAGGACTTTCCCTTCGGGGACAAAGTGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGT 
TAGTTGCCAGCATTCAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCAAG 
ACCGCGAGGTCAAGCGAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGA 
AGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGC 
CCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCTAAGG 
TGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878295|ref|NR_025434.1| Corynebacterium testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTGCTTGCAGGGTACTCGAGT 
GGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTTCGGGATAAGCTTGGGAAACTGGGTCTAA 
TACCGGATATAACCTTCCTTTAGTGTGGGGGGTGGAAAGTTTTTTCGGTACGAGATGAGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCA 
CATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCTAGGGACGAAG 
CCATCCTTTGGGGGTGGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTC 
TGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCAATACTTGAGTGCTGTAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTG 
GGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGGTGGGCGCTAGGTGTAGGGGTCTTCCACGACTTCTGTGCCGTAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACGAGATCGCCGCAGAGATGT 
GGTTTCCCTTGTGGTTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATGAGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACA 
TGCTACAATGGTCGGTACAACGCGTTGCCAGCCCGTAAGGGTGCGCTAATCGCTGAAAGCCGGCCTCAGT 
TCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGT 
GGCCCAACCCTTGTGGGGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGC 
CGTACCGGAAGG 


>gi|219878294|ref|NR_025433.1| Alteromonas stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGAAACATGTCTAGCTTGCTAGATGATGTC 
GAGTGGCGGACGGGTGAGTAATGCTTGGGAACTTGCCTTTGCGAGGGGGATAACAGTTGGAAACGACTGC 
TAATACCGCATAATGTCTTCGGACCAAACRGGGCTTCGGCTCYGGCGCAAAGAGAGGCCCAAGTGAGATT 
AGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCAACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACC 
CTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAGCACTTTCAGTTGTGAGGAAAAGTT 
AGTAGTTAATACCTCAGCCGTGACGTTAACAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCG 
GTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGCT 
AGATGTGAAAGCCCCGGGCTCAACCTGGGACGGTCATTTAGAACTGGCAGACTAGAGTCTTGGAGAGGGG 
AGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACTCCC 


TGGCCAAAGACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACA 
CCGTAAACGCTGTCTACTAGCTGTTTGTGACTTTAAGTCGTGAGTAGCGAAGCTAACGCGATAAGTAGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATGTTGAGAAGTTACYAGAGATGG 
TTTCGTGCCTTCGGGAACTCAAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTYAGTTGGGCACTCTAAGGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACAC 
GTGCTACAATGGCATATACAGAGGGATGCGAGAACAGTGATGTGGAGCGGACCCCTTAAAGTATGTCGTA 
GTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGAATACTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAAGTAGT 
TAGTTTAACCTTCGGGAGAACGATTACCACTTTGTGTTTCATGACTGGGGTGAAGTCGTAACAAGGTAAC 
CCTAGGGGAACC 


>gi|219878293|ref|NR_025432.1| Oleiphilus messinensis strain ME102 16S 
ATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACGACCACTTCGGTGGG 
GCGACGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTACCCAGCAGAGGGGGATAGCCCGGGGAAACC 
CGGATTAATACCGCATATTCTCTAAGGAGGAAAGGGGGCTTCGGCTCTCGCTGTTGGATGAGCCTGCGTA 
GGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGG 
AAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGTGAGG 
AAGGCCATAAGGTTAATACCCTTATGGATTGACGTTAACCACAGAAGAAGCACCGGCTAACTCCGTGCCA 
GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTT 
TGCTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAGACTAGAGTACA 
GTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGGAAGGAACATCAGTGGCGAAG 
GCGGCCACCTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGAGAACTAGCCGTTGGGATACTTGATATCTTAGTGGCGCAGCTAACGCGA 
TAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATCCTGCGAACTTTC 
GAGAGATCGATTGGTGCCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGA 
AATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCCTATTTGCCAGCACTTCGGGTGGGAACTCT 
AGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCAG 
GGCTACACACGTGCTACAATGGGACATACAGAGGGTCGCGAAGCCGCGAGGTGGAGCCAATCTCAGAAAA 
TGTCTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCA 
GAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACC 
AGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACC 


>gi|219878292|ref|NR_025431.1| Chromohalobacter israelensis strain Bal 
sequence 
GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGTC 
CAGCTTGCTGGACGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTACCCAGTCGTGGGGGAT 
AACCTGGGGAAACCCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCGGGGGCTCTTCGGACCTCGCG 
CGATTGGATGAGCCTATGTCGGATTAGCTGGTTGGTGGGGTAACGGCTCACCAAGGCGACGATCCGTAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTA 
AAGCACTTTCAGTGGGGAAGAAGGCTTGTCGGCCAATACCCGGCAAGAGCGACATCACCCACAGAAGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGCGCGTAGGCGGCTTGTCACGCCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGG 
AACGGGCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGG 
GAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTCCCTTGAGGACT 
TAGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCC 
TTGACATCCTGCGAACCCGGAAGAGATTCCGGGGTGCCTTCGGGAGCGCAGAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCA 
GCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAAGCCGCGAG 
GTGAAGCCAATCCCAGAAAGCCGGCCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAA 
TCGCTAGTAATCGTGCATCAGAATGGCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACCTTCGGGAGGGCGATCACCACGGTGTGGTTCA 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTA 


>gi|219878291|ref|NR_025430.1| Chromohalobacter canadensis strain ATCC 
sequence 

GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATCC 
TAGCTTGCTAGGAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTACCCAGTCGTGGGGGAT 
AACCTGAGGAAACTCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCGGGGGCTCTTCGGACCTCGCG 
CGATTGGATGAGCCTATGTCGGATTAGCTTGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCCGTAGC 
TGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTA 
AAGCACTTTCAGCGAGGAAGAAAGCGTGCCGGCCAATACCCGGTACGGACGACATCACTCGCAGAAGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGCGCGTAGGCGGCTTGTCACGCCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGG 
AACGGGCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGG 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial 


43984 16S ribosomal RNA, partial 


GAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTCCCTTGAGGACT 
TAGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCC 
TTGACATCCTGCGAACCCGGAAGAGATTCCGGGGTGCCTTCGGGAGCGCAGAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCA 
GCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAAAGCGCGAG 
CTGAAGCTAATCCCGAAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGCGAAGTCGGAA 
TCGCTAGTAATCGTGCATCAGAATGGCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGAAGTGGACTGCACCAGAAGTGGTTAGCTTAACCTTCGGGAGAGCGATCACCACGGTGTGGTTCA 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTA 


>gi|219878290|ref|NR_025429.1| Asanoa ishikariensis strain IMSNU 22004 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCC 
TTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGGATAACCCT 
CGGAAACGGGGGCTAATACCGAATATCCACGGTCTACCGCATGGTGGGTTGTGGAAAGTTTTTCGGTCTG 
GGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGC 
CGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCG 
CGTCGGCTGTGAAATCCCGTGGCTCAACTGCGGGCTTGCAGCCGATACGGGCAGGCTAGAGTTCGGTAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGG 
TCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGCTCTCTGTGCCGCAGCTAACGCATTAA 
GCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCACCGCAAAACTTCCA 
GAGATGGGAGGTCCTTCGGGGGCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGGGTTATGCCGGGGACTCATCGAA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGT 
CTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAA 
GCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 
GGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


16S ribosomal RNA, partial 


>gi|219878289|ref|NR_025428.1| Chelatococcus asaccharovorans strain TE2 16S ribosomal RNA, partial 


sequence 
AGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCATCCTTCGGGGTGAGTGGCAGACGGGTG 
AGTAACACGTGGGAACGTACCTTTTGGTTCGGAACAACTGAGGGAAACTTCAGCTAATACCGGATACGCC 
CTTATGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTC 
ACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTATCCGGGACGATAATGACGGTACCGGAAGAATAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAA 
GGGCGCGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAATTGCCTTTGATACT 
GGGTGTCTCGAGACCGGAAGAGGTAAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAG 
AACACCAGTGGCGAAGGCGGCTTACTGGTCCGGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGACAGCTTGCTGTTCAGTG 
GCGCAGAAAACTCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGAC 
ATGTCTCGTTTGGTTACCGGAGACGGTATCCTTCAGTTCGGCTGGCGAGAACACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAT 
CATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGCAGCGAAGGGGCGACC 
TGGAGCTAATCCCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATC 
GCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTTGGTTTTACCCGAAGGCGTTACGCTAAC 


>gi|219878288|ref|NR_025427.1| Glaciecola polaris strain LMG 21857 16S 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGAAACATGTCTAGCTTGCTAGATGATGTC 
GAGTGGCGGACGGGTGAGTAATACTTAGGAACATGCCTTTGGGTGGGGGATAACTATTGGAAACGATAGC 
TAATACCGCATAACGTCTACGGACCAAAGGGGGCTTCGGCTCCCGCCCAGAGAGTGGCCTAAGCGAGATT 
AGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAGG 
TTAACGGTTAATACCCGTTAGCTGTGACGTTAGCAACAGAAGAAGGACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTA 
AGCTAGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCATTTAGAACTGGCAGGCTAGAGTTTTGGAGA 
GGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGAC 
TCCCTGGTCAGTAACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTC 


ribosomal RNA, partial sequence 


CACACCGTAAACGCTGTCTACTAGCTGTTTGTGGATTTAATCCGTGAGTAGCGAAGCTAACGCGATAAGT 
AGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATACTTGGAATTTAGCAGAG 
ATGCTTTAGTGCCTTCGGGAACCAAGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCCTTAAGTTGGGCACTCTAAGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTAC 
ACACGTGCTACAATGGCGAGTACAGAGGGAAGCAAACTTGCGAGAGTAAGCGGATCCCTTAAAGCTCGTC 
GTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGT 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGT 
AGCTAGTTTAACCTTCGGGAGGACGGTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGT 
AACCCTAGGGGAACC 


>gi|219878287|ref|NR_025426.1| Geobacillus vulcani strain 3S-1 16S ribosomal RNA, partial sequence 


TGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGGATCGGAGCTTGCTCT 
GGTTTGGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGCAAGACCGGGATAACTCCGGGA 
AACCGGGGCTAATACCGGATAACACCGAAGACCGCATGGTCTTTGGTTGAAAGGCGGCCTTTGGCTGTCA 
CTTGCGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGC 
CGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTA 
AAGCTCTGTTGTGAGGGACGAAGGAGCGCCGTTCGAAGAGGGCGGCGCGGTGACGGTACCTCACGAGAAA 
GCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGC 
GTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGG 
AAACTGGGGGACTTGAGTGCAGGAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGT 
GGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTCACACCC 
TTTAGTGCTGCAGCTAACGCGATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGG 
TCTTGACATCCCCTGACAACCCAAGAGATTGGGCGTTCCCCCTTCGGGGGGACAGGGTGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAG 
TTGCCAGCACGGAGGTGGGCACTCTAGAGGGACTGCCGGCGACAAGTCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCC 
GCGAGGGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGC 
CGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCACGAGAGCTTGCAACACCCGAAGTCGGTGAGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTG 
GGGCAAGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCAC 


>gi|219878286|ref|NR_025425.1| Acinetobacter parvus strain LUH4616 16S 
GGCGGCAGGCTTAACACATGCAAGTCGAGCGGGGATTGGGTGCTTGCACCTAATCTTAGCGGCGGACGGG 
TGAGTAATGCTTAGGAATCTGCCATTTAGTGGGGGACAACATTCCGAAAGGGATGCTAATACCGCATACG 
CCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTAAATGATGAGCCTAAGTCGGATTAGCTAGTT 
GGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAACCCTGATCCA 
GCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGGACTTTAAGCGAGGAGGAGGCTACCTGGAT 
TAATACTCTAGGATAGTGGACGTTACTCGMAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTA 
ATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTGATTAAGTCGGA 
TGTGAAATCCCTGAGCTTAACTTAGGAATTGCATTCGATACTGGTCAGCTAGAGTATGGGAGAGGATGGT 
AGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTGG 
CCTAATACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCG 
TAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGC 
CTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATAGTAGAAACTTTCCAGAGATGGATT 
GGTGCCTTCGGGAATCTACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTTTCCTTACTTGCCAGCATTTCGGATGGGAACTTTAAGGATACTGCC 
AGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGT 
GCTACAATGGTCGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTAGTC 
CGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAGGTAG 
TCTAACCTTAGGGGGGACGCTTACCACGGTGTGGCCGATGACTGGGACGAAGTCGTAACAAGGTA 


ribosomal RNA, partial sequence 


>gi|219878285|ref|NR_025424.1| Arthrobacter nasiphocae strain M597/99/10 16S ribosomal RNA, partial 


sequence 

TCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCACCAGCTTGCTGGTGTGG 
ATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGGATACGACTTCCTGCCGCATGGCATGGGAGTGGAAAACGTTTGTAGTGGTTTTGGATGG 
ACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCA 
GTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTG 
CTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTG 
GGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCC 


CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACTAGTAACGGCCAGAGATG 
GTCGCCCCTCTTTGAGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCGTGGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAC 
GCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTC 
AGTTCGGATCGTGGTCTGCAACTCGACCACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGA 


>gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae strain HK85 16S ribosomal RNA, partial sequence 
CAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGAAGAAAGCTTGCTTTCTT 
TGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGTATCTGGCTTATGGAGGGGGATAACTACGGGAAA 
CTGTAGCTAATACCGCGTAGTATCGGAAGATGAAAGTGTGGGACCGTAAGGCCACATGCCATAGGATGAG 
CCCAAGTGGGATTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTCTAGCTGGTCTGAGAGG 
ATGACCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGC 
AATGGGGGCAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGG 
TAGCGAGGAAGGCATTTAGTTTAATAGACTAGATGATTGACGTTAACTACAGAAGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGC 
AGGCGGACTTTTAAGTGAGGTGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTCAGACTGGGAGTCT 
AGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGA 
AGGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTGGGGATTGGGCTTAATGCTTGGTGCCCGTAGCTA 
ACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGA 
ACTTTTCAGAGATGAATTGGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTTGGTCGGG 
AACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGAGGCGAAGCAGCGATGTGGAGCGAATCCC 
AGAAAGTGCGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGC 
GAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT 
TGTACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTATGATTCATGACTGGGGTGA 


>gi|219878283|ref|NR_025422.1| Nocardiopsis halotolerans strain DSM 44410 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTAC 
ACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCC 
GTCTAATACCGGATACGACCCTTGGCCTCCTGGCCGGGGGTGGAAAGTTCTTCGGTTGGGGATGGGCTCG 
CGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATG 
GGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACC 
AACGCAGGCTCGGAGTTCTCTTCGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTG 
TCGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGTTTGGCAGTGGATACGGGCATGCTAGAGGTAGGT 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATT 
AAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACTCG 
CAGAGATGTGAGGTCATTTGGTTGGCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTACTGGTGGGGACTCAT 
GGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGG 
GCTGCAAACATGCTACAATGGCCGGTACAATGGGCGTGCGATGCCGTAAGGTGGAGCGAATCCCTAAAAG 
CCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCA 
GCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACAC 
CCGAAACTTGCGGCCTAACCCCTTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTC 
GTAACAAGGTAACCGTACCGGAAGGTGCGGCTGGA 


>gi|219878282|ref|NR_025421.1| Limnobacter thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGG 
CGAACGGGTGAGTAATACATCGGAACGTGCCCAGTAATGGGGGATAGCTCGGCGAAAGCCGGATTAATAC 
CGCATACGCCCTGAGGGGGAAAGTGGGGGACCGCAAGGCCTCACGTTATTGGAGCGGCCGATGGCTGATT 
AGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACC 
CTGATCCAGCAATGCCGCGTGTGCGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCAGGGAAGAAATC 
CTTTGGGCTAATACCCTAGGGGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTA 
AGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTTGTGACTGCACGACTAGAGTGTGTCAGA 
GGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCAATGGCGAAGGCAGC 
CCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTTACTTCCTTGGTAACGTAGCTAACGCGTGAAGTT 
GACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGA 
TGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGCAGGAACTTTCCAGAGA 
TGGATTGGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 


TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACAC 
GTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAACCGATCGTAG 
TCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCG 
GTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCTACCAGAAGTGGCT 
AGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTATCGGAAGGTGCGGCT 


>gi|219878279|ref|NR_025418.1| Propionispora vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGGTTTTCA 
GCAATGGAGATCTTAGTGGCGAACGGGTGAGTAACGCGTAAACAACCTGCCTCATAGATGGGGACAACAC 
CGCGAAAGTGGTGCTAATACCGAATGTTTTAACTAAGCCGCATGGCAGAGTTAATAAAGGTGGCCTCTAA 
ATTATGCTACCGTTATGAGAGGGGTTTGCGTCTGATTAGCTAGTTGGCGGGGTAATGGCCCACCAAGGCG 
ACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT 
TTTCGGATCGTAAAGCTCTGTCTTTTGGGACGAATGTAGACTGTGTAAATAATGCAGTTTAATGACGGTA 
CTAAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCG 
GAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTTGTAAGTCTGACTTAAAAGTGCAGGGCTCAACCCTG 
TGAGGGGTCAGAAAACTATGGATCTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAAT 
GCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTGTCTGACGCTGAGGCGCGAA 
AGCCAGGGGAGTGAACGGGATTAGATACCCCGGTAATCCTGGCCGTAAACGATGGGTACTAGGTGTAGGA 
GGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTG 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAG 
AACCTTACCAGGGCTTGACATTGAGTGAAATGTTAAGAGATTAGCACCTCTCCTTCGGGAGACATGAAAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCC 
TGTCCTATGTTGCCAGCACGTAAAGGTGGGAACTCATGGGAGACTGCCGCAGAGAATGCGGAGGAAGGCG 
GGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGCTTAAACAGAG 
GGAAGCGAAGCCGCGAGGCAGAGCGAACCCCGATAAATAAGCTCTCAGTTCGGATCGCAGGCTGCAACTC 
GCCTGCGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCACGAGAGT TGGAAACACCCGAAGCCGGTGGGGTAACCGCAAGGAGCCAGC 
CGTCGAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGG 


>gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides strain DSM 2875 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGAGTTAGC 
AATAACTCTTAGTGGCGAACGGGTGAGTAACGCGTAGACAACCTGCCTCTAAACTGGGGACAACACCGCG 
AAAGTGGTGCTAATACCGAATGTGGTAACTTGGCTGCATGGCTGAGTTAAGAAAGATGGCCTCTACCTGT 
AAGCTATCGTTTAGAGATGGGTCTGCGTCTGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACG 
ATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCTT 
CGGATTGTAAAGCTCTGTCGTTTGGGACGAACGTGGATTGTGTGAATAATGCAGTCTAATGACGGTACCA 
AAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAA 
TTATTGGGCGTAAAGGGCGTGTAGGTGGATTCTTAAGTCGTGTGTCTAAGTGCGGTGCTCAACACCGTAT 
GGGCGCAGGAAACTGGGAATCTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCG 
TAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTGTCTGACACTGAGGCGCGAAAGC 
CAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGAGGGT 
ATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAAC 
CTTACCAGGGCTTGACATTGAGTGAAAGATCTAGAGATAGATCCCTCCCTTCGGGGACACAAAAACAGGT 
GGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATC 
CTTTGTTGCCAGCACGTAAAGGTGGGAACTCAAGGGAGACTGCCACAGACAATGCGGAGGAAGGCGGGGA 
TGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGCTTAAACAAAGTGAA 
GCAAGACCGCGAGGTTGAGCCAAACACATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCCTC 
CGTGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACGCCACGAAAGTTGGCAACACCCGAAGCCGGTGGGGTAACCAGAAATGGAACTAGCCGT 
CTAAGGTGGGGTCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAA 


>gi|219878277|ref|NR_025416.1| Sporomusa malonica strain DSM 5090 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGTAAGTAG 
CAATACTTACTTAGTGGCGAACGGGTGAGTAACGCGTAGACAACCTGCCTCTAAAATGGGGACAACACCG 
CGAAAGTGGTGCTAATACCGAATGTGGTATCTCGGTTGCATGACCGAGATAAGAAAGATGGCCTCTACAT 
GTAAGCTATCGTTTAGAGATGGGTCTGCGTCTGATTAGCTAGTTGGTGAGGTAATAGCTCACCAAGGCGA 
CGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGCC 
TTCGGGTCGTAAAGCTCTGTCGTTTGGGACGAACGTGTTCCATGCAAATAGTGTGGAATAATGACGGTAC 
CAAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGG 
AATTATTGGGCGTAAAGGGCGTGTAGGTGGATTTTTAAGTCGTGTGTCTAAGTGCGGAGCTCAACTCCGT 
ATAGGCGCAGGAAACTGGGAATCTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATG 
CGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTGTCTGACACTGAGGCGCGAAA 
GCTAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGGGTACTAGGTGTAGAGG 
GTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGA 
ACCTTACCAGGGCTTGACATTGAGTGAAAGATTAAGAGATTAGTTCCTCTCTTCGGAGACACAAAAACAG 
GTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 


TCCTTTGTTGCCAGCACGTAAAGGTGGGAACTCAAGGGAGACTGCCGCAGACAATGCGGAGGAAGGCGGG 
GATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGCTTAAACAAAGCG 
CAGCAAGACCGCGAGGTTGAGCGAAACGCATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCC 
TCCGTGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAAAGTTGGCAACACCCGAAGCCGGTGGGGTAACCAGAAATGGAACTAGCC 
GTCTAAGGTGGGGTCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGG 


>gi|219878276|ref|NR_025415.1| Sporomusa acidovorans strain DSM 3132 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGAGTTAGT 
AATAACTCCTAGTGGCGAACGGGTGAGTAACGCGTAGACAACCTGCCTCTAAGCTGGGGACAACACCGCG 
AAAGTGGTGCTAATACCGAATGTGATATCTTGGTCGCATGACTGAGATAAGAAAGATGGCCTCTTTACAA 
TGCTATCGATTAGAGATGGGTCTGCGTCTGATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCGACGA 
TCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTC 
GGATCGTAAAACTCTGTCGTTTGGGACGAACGTATCCAGTGTAAATAATGCGGGGTAATGACGGTACCAA 
AGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGGGCGTGTAGGTGGATGATTAAGTCTTGTGTCTAAGTGCGGAGCTCAACTCCGTATG 
GGCGCGGGAAACTGGTTGTCTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGT 
AGATATTGGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTGTCTGACACTGAGGCGCGAAAGCC 
AGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGAGGGTA 
TCGACCCCTCTGTGCCGCAAGCAAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACC 
TTACCAGGGCTTGACATTGAGTGAAAGTTCTAGAGATAGAATGTTCCCTTCGGGGACACAAAAACAGGTG 
GTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCC 
TTTGTTGCCAGCGCGTAATGGTGGGAACTCAAAGGAGACTGCCGCAGAGAATGCGGAGGAAGGCGGGGAT 
GACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGCTTAAACAAAGTGAAG 
CAAGACCGCGAGGTCAAGCCAACCACATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCCTCC 
GTGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCACGAAAGTTGACAACACCCGAAGCCGGTGGCTTAACCGCCAAGGAGAGAGCCGTCT 
AAGGTGGGGTCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCG 


>gi|219878274|ref|NR_025413.1| Saccharomonospora halophila strain DSM 44411 16S ribosomal RNA, partial 
sequence 
GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCGCTT 
TCGGGTGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGTACTCTGGGATAAGCC 
TTGGAAACGGGGTCTAATACCGGATGGGACACTGCTTCGCATGGGGTGGTGTGGAAAGCTTCGGCGGTAC 
GGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCGCCCGGGACGAAGCGTCACAGTGACGGTACCGGGAGAAGAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTG 
TCACGTCTGCCGTGAAAACCTGCGGCTTAACCGTGGGCGTGCGGTGGATACGGGCACACTTGAGTTCGGC 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGACGCTGTTCACGTGTCCCGTGCCGTAGCTAACGCAT 
TAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGATCGCC 
TCAGAGATGGGGTTTCCCTTGTGGCTGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCGT 
GGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGG 
GCTTCACACATGCTACAATGGCCGGTACAGAGGGTGGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGC 
CGGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACC 
CGAAGCTCACGGCCCAACCGTTCGCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGT 
AACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATC 


>gi|219878273|ref|NR_025412.1| Acinetobacter schindleri strain LUH5832 16S ribosomal RNA, partial 
sequence 
GGCGGCAGGCTTAACACATGCAAGTCGAGCGGGGAAAGGTACCTTGCTACCTGACCTAGCGGCGGACGGG 
TGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACGTTCCGAAAGGAACGCTAATACCGCATACG 
CCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTAATAGATGAGCCTAAGTCGGATTAGCTAGTT 
GGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCTGATCCA 
GCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTCCTTTAGT 
TAATACCTAAAGAGAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTA 
ATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTTTTTAAGTCGGA 
TGTGAAATCCCTGAGCTTAACTTAGGAATTGCATTCGATACTGGAAAGCTAGAGTATGGGAGAGGATGGT 
AGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTGG 
CCTAATACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCG 
TAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGC 
CTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATACTAAGAACTTTCCAGAGATGGATT 
GGTGCCTTCGGGAACTTAGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 


AGTCCCGCAACGAGCGCAACCCTTTTCCTTATTTGCCATCGGGTAATGCCGGGAACTTTAAGGATACTGC 
CAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACG 
TGCTACAATGGTCGGTACAAAGGGTTGCTACCTCGCGAGAGGATGCTAATCTCAAAAAGCCGATCGTAGT 
CCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAGGTA 
GTCTAACCGCAAGGAGGACGCTTACCACGGTGTGGCCGATGACTGGGACGAAGTCGTAACAAGGTA 


>gi|219878272|ref|NR_025411.1| Mesorhizobium chacoense strain PR5 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGC 
GGCAGACGGGTGAGTAACGCGTGGGAATCTACCCAGCTCTACGGAATAACTCAGGGAAACTTGTGCTAAT 
ACCGTATACGTCCGATAGGAGAAAGATTTATCGGAGTTGGATGAGCCCGCGTTGGATTAGCTAGTTGGTG 
GGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCA 
TGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGT 
AGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATT 
ACTGGGCGTAAAGCGCACGTAGGCGGATACTTAAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGAACT 
GCCTTTAATACTGGGTATCTCGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTA 
GATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGAAGCTAGCCGTTGGCAAGTT 
TACTTGTCGGTGGCGCAGCTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTA 
CCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATTCCTTCAGTTCGGCTGGACCGGTGACAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCC 
CTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGC 
GAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCAT 
GAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGCTGCGCTGACCGCAAGGAGGCAGGCGACCACG 
GTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCCCC 


>gi|219878270|ref|NR_025409.1| Bacillus psychrodurans strain DSM 11713 16S ribosomal RNA, partial 
sequence 
GGCTCAGGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGAATGACGAAGAAGCTTGCTTCT 
TCTGATTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGATTGGGATAACTCCGGGAA 
ACCGGGGCTAATACCGAATAATCCATTTCCTCACATGGGGAGATGTTAAAAGACGGCATCTCGCTGTCAC 
TACAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAA 
AACTCTGTTGTGAGGGAAGAACAAGTACGAGAGTAACTGCTCGTACCTTGACGGTACCTCATTAGAAAGC 
CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGT 
AAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAATCCCACGGCTCAACCGTGGAAGGTCATTGGAA 
ACTGGGGGACTTGAGTACAGAAGAGGAAAGCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGG 
AGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTTGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCT 
TAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCCGCTGACCGGCCTAGAGATAGGCTTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGC 
CAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAAT 
CATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAGAGGGTCGCAACCCCGCGA 
GGGTGAGCAAATCCCATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGA 
ATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGAC 
AGATGATTGGGGTGAA 


>gi|219878269|ref|NR_025408.1| Bacillus psychrotolerans strain DSM 11706 16S ribosomal RNA, partial 
sequence 
CTGGCGGCATGCCTAATACATGCAAGTCGAGCGAATGACGAAGAAGCTTGCTTCTTCTGATTTAGCGGCG 
GACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGATTGGGATAACTCCGGGAAACCGGGGCTAATACC 
GAATAATCCATTTCCTCACATGGGGAGATGTTAAAAGACGGCATCTCGCTGTCACTACAGGATGGGCCCG 
CGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGA 
TCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATG 
GACGAAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTGAGG 
GAAGAACAAGTACGAGAGTAACTGCTCGTACCTTGACGGTACCTCATTAGAAAGCCACGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGC 
GGTCCTTTAAGTCTGATGTGAAATCCCACGGCTCAACCGTGGAAGGTCATTGGAAACTGGGGGACTTGAG 
TCACGAAGAGGAAAGCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCAGTGGC 
GAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTTGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAA 
CGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGA 
CCGGCCTAGAGATAGGCTTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGG 


CACTCTAAGGTGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GACCTGGGCTACACACGTGCTACAATGGACGGTACAGAGGGTCGCAACCCCGCGAGGGTGAGCAAATCCC 
ATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGT 
GGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGT 
AACACCCGAAGTCGGTGGGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGA 
AGTCGTAACAAGGTAGCC 


>gi|219878268|ref|NR_025407.1| Desulfomicrobium norvegicum strain DSM 1741 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGAATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGAGAAAGGGGCTTCGGCCCT 
GAGTAGAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTTGGATTTGGGATAACTCTGCGAAAG 
TGGAGCTAATACCGGATAGTCTGGCTTTAAATAAGAAGTCGGTAAAGGATGCCTCTGCATATGCATTCGT 
CCGAGGATGAGCCCGCGTCTCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACGATGAGTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGAACTGAAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGTGTGAGGGATGAAGGCTTTCGGGTCGTAA 
ACCTCTGTCGGAAGGGAAGAACGGGCATTGGTCTAATAGGCCTTTGTTTTGACGGTACCTTTAGAGGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTACTGGGCG 
TAAAGCGCACGTAGGCGGCCTTGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTTGA 
AACTGCAGGGCTTGAATCCTGGAGAGGGTGGCGGAATTCCTGGTGTAGGAGTGAAATCCGTAGATATCAG 
GAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTATTGACGCTGAGGTGCGAAAGTGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGGATACTAGGTGTCGGGGACTTGATCTTCG 
GTGCCGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGAAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTT 
GACATCCTGGGAATCCTGCAGAGATGCGGGAGTGCCCTTCGGGGAATCCAGAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTCAGTTGCCA 
GCACATAATGGTGGGCACTCTGTGGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGTGGGTACAAAGGGCAGCGAAACCGCGA 
GGTCGAGCGAATCTCAAAAAACCCATCATAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGA 
ATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGAAAGTCGGTTCTACCCGAAGTCGCCGGACTAACCCTTGGGAGGTAGGCGCCTACGGTAGGGCTG 
GTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGG 


>gi|219878267|ref|NR_025406.1| Desulfococcus biacutus strain DSM 5651 16S ribosomal RNA, partial sequence 
TCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGCACGAGAACGCTTCTGCTTGCA 
GGGGCTAGTAAAGTGGCTCACGGGTGAGTAACGCGTGGGTAATCTACCCCCGGATTCGGGATAACCCTCC 
GAAAGGGGTGCTAATACCGGATGAAGTCATAGGGACTGCGGTTTTTATGATGAAAGGTGGCCTCTCCAAG 
GAAGCTACTGTTTGGGGATGAGCCCGCGTACCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGACAGC 
GATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTGAGGAATTTTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCT 
TCGGGTCGTAAAGCTCTGTCGAGTGGGAAGAAAGTTTATGTGGTGAATATCCATGTGAATTGACGGTACC 
ACAGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGA 
ATTATTGGGCGTAAAGAGCGCGTAGGCGGTCTTACAAGTCAGGTGTGAAATCCCGGGGCTCAACCCCGGA 
AGGGCATTTGATACTGTAGGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGCGGTGAAATGC 
GTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTCCTGGACCAATACTGACGCTGAGGCGCGAAGG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGGTGATCACTAGGTGTAGCGGG 
TATTGACCCCTGCTGTGCCGGAGTTAACGCATTAAGTGATCCGCCTGGGGAGTACGATCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAA 
CCTTACCTGGATTTGACATCCGCGGGATCATTTGGAAACAAGTGAGTGCCCTTCGGGGAGCCGCGAGACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCT 
ATCTTCAGTTACCATCATTCAGTTGGGGACTCTGAAGATACTGCCCCGGTTAACGGGGAGGAAGGTGGGG 
ATGACGTCAAGTCCTCATGGCCTTTATGTTCAGGGCTACACACGTGCTACAATGGGCTGTACAGAGGGTA 
GCGACCTCGCGAGAGCAAGCCAATCCCAAAAAGCAGTCCTTAGTTCGGATTGGAGTCTGCAACTCGACTC 
CATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTCCCGGGTCCTTGTACAC 
ACCGCCCGTCACACCATGAGAGTTGGTTGTTCCAGAAGTTGTTGGGCTAACCCGCAAGGGAGGCAGGCAC 
CTAAGGTATGGCTGATGATTGGGGTGAAGTCGTAACAAGGTAGCC 


>gi|219878265|ref|NR_025404.1| Bordetella trematum strain DSM 11334 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGGATGCTTTACACATGCAAGTCGGACGGCAGCACGG 
ACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGGGATAAC 
TACGCGAAAGCGTGGCTAATACCGCATACGCCCTACGGGGAAAGCGGGGGACCTTCGGGCCTCGCACTAT 
TGGAGCGGCCGATATCGGATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGT 
TTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGGACAATGGGGGCAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGC 
ACTTTTGGCAGGAAAGAAACGGCGCCACGTAATACCTGGCGCTAATGACGGTACCTGCAGAATAAGCACC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGAGCTTAACTTTGGAACTGCATTTTTAACT 
ACCGGGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGG 
AACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGCCTTAGTAG 
CGCANCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACA 
TGTCTGGAATCCCGAAGAGATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAA 


AGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTTGCCAACCCGCGAGGGGGAGCCAA 
TCTCAGAAACCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAA 
TCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGT 
GGGTTTTACCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGATTCATGACTGGGGT 
GAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219878264|ref|NR_025403.1| Brackiella oedipodis strain LMG 1945, R8846 16S ribosomal RNA, partial 
sequence 
GCGGGATGCTTTACACATGCAAGTCGAACGGCAGCACAAGAGAGCTTGCTCTTTTGGTGGCGAGTGGCGA 
ACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGGGATAACTGGCCGAAAGGTCAGCTAATACCGC 
ATATACCCTAAGGGGGAAAGGAGGCTTTTAGCTTTCACTACTGGAGCGGCCGATATCAGATTAGCTAGTT 
GGTGGGGTAAAGGCTCACCAAGGCAGTGATCTGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCA 
GCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTATCAGGGAAGAAAAGCTACAGGA 
TAATACCCTGTAGTGCTGACGGTACCTGAGGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGAT 
GTGAAATCCCAGGGCTCAACCTTGGAACTGCATTTTTAACTAACGGACTAGAGTACGTCAGAGGGGGGTG 
GAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCAATGGCGAAGGCAGCCCCCTGGG 
ATGATACTGACGCTCATGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCCT 
AAACGATGTCAACTAGCTGTTGGGCCTGTATGGGCTTGGTAGCGCAGCTAACGCGTGAAGTTGACCGCCT 
GGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGG 
ATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAAGCTTTAAGAGATTGAAGTG 
TGCTCGCAAGAGAACCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCACTAGTTGCTACGCAAGAGCACTCTAGTGAGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACA 
ATGGTCGGGACAGAGGGAAGCCAAACTGCGAAGTGGAGCCAATCCCAGAAACCCGATCGTAGTCCGGATT 
GCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCTGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTAGTTAGTCTAAC 
CTTCGGGGGGACGATTACCACGGTAGAATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGA 
AGG 


>gi|219878263|ref|NR_025402.1| Ornithinimicrobium humiphilum strain DSM 12362 16S ribosomal RNA, partial 
sequence 
GGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGA 
GTAACACGTGAGTAACCTGCCCTCCACTCTGGGATAACTCCGGGAAACCGGTGCTAATACTGGATATGAC 
CTTGTTCTGCATGGGACGGGGTGGAAAGATTTATCGGTGGTGGATGGACTCGCGGCCTATCAGCTTGTTG 
GTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAG 
CGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCTCTGACGAAGCTTTTGTGACG 
GTAGGAGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGCTTGTCGCGTCTGCTGTGAAAACCCGGGGCTTAACC 
CCGGGCTTGCAGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGG 
AATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGACGCTGAGAAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTG 
GGTCCCATTCCACGGGGTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGC 
GAAGAACCTTACCAAGGCTTGACATATACCGGAAACCCTCAGAGATGGGGGCCCCGCAAGGTCGGTATAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCA 
CGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGG 
GCTGCGAAACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGA 
CCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 


>gi|219878262|ref|NR_025401.1| Actinomyces suimastitidis strain CCUG 39276 16S ribosomal RNA, partial 
sequence 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGCTGCTTGGGCGCTTGCGTCTGGGT 
GGTNAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCTTCTTTGGGATAACGGTCTGAAAGGG 
CTGCTAATACCGGGTATTCACTTTCTGGCGCATGTTGGGGGGTGGAAAGCTTTTGTGGTGGGGGATGGGC 
TCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCTTACCAAGGCTTTGACGGGTATCCGGCCTGAGAGGG 
TGACCGGACACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACA 
ATGGACGAAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCT 
CATGGTCAAGCCGCAGCTTTGGGTTGTGGTGAGGGTAGTGGGTAAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTT 
TGTCGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGATGGGCTTGAGTGCG 
GTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG 
GCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCACCCGTGGTTTCTGCGCCGTAGCTAACGCT 
TTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCCAGAGCC 
TCCAGAGATGGGGGTGCTTTTGGTTGGGGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCGCGTTGTGGTGGGGACTCGTGGG 
GGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 


TCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATACTGTGAGGTGGAGCGAATCCCTTAAAGCTGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGA 
AGCTCATGGCCTAACC 


>gi|219878261|ref|NR_025400.1| Facklamia miroungae CIP 106764 16S ribosomal RNA, partial sequence 
TCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACCGCGAGAGAACTTGTTCTTTCA 
AGGTTAGTGGCGCACGGGTGAGTAACACGTGGAGAACCTACCCTTCAGCGGGGGATAACCATTGGAAACG 
ATGACTAATACCGCATAGAATCGCAGATCGCATGATCAACGAAGGAAAGACGGCTTCGGCTGTCACTGAA 
GGATGGCTCCGCGGTGCATTAGCTAGATGGTGGGGTAAAAGCCTACCATGGCCATGATGCATAGCCGACC 
TGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAAT 
CTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTCTTCGGATCGTAAAGCA 
CTGTTGTTAGAGAAGAACGACCGGATGAGTAACTGCATTCGGAGTGACGGTATCTAACCAGAAAGCCACG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAG 
GGAGCGCAGGCGGTGACTTAATCCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTG 
GGTCACTTGAGTATAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGA 
ACACCAGTGGCGAAGGCGACTTTCTGGTCTATAACTGACGCTGAGGC TCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTTCAGT 
GCTGGAGTTAACGCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGA 
CATCTGCTGCATAACCTAGAGATAGGTGAAATCCTTCGGGACAGCAAGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTGCCAGCATTC 
AGTTGGGGACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGAACTCGCGAGGGTAAGC 
GAATCTCTGAAAGCCATTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCACGCCGCGGTTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGA 
GAGTT 


>gi|219878260|ref|NR_025399.1| Thioalkalicoccus limnaeus strain A26 16S ribosomal RNA, partial sequence 
AGTGWCGAACGGKTMAGTAATCCGTGGRAATCTGCCCTGTAGTGGGGGATAACCCGGGGAAACTCGGGCT 
AATACCGCATATATCCTATGGGAGAAAGGGGGCCTCTGTTTACATGCTCTTGCTACGGGATGAGCCCACG 
TCCGATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGGACTGAGTCACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGATTATTGGGCAATGGG 
CGCACGTGRATTCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCGGTGGGGA 
AGAAGAGCTGAGGGTTAATACCTCTTAGTTGTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATGACTGGGCGTAAAGGGCGCGTAGGSGG 
CTTKATAAGTCAGATGTGAAATCCCYGGGCTTACCCTGGGAATGGCATTTGATMCTGTTGGGCTAGAGTG 
TGGTAGAGGGGGGTGGAATYCCAGGTGTAGCGGTGAAATWCGTAGAGATCTGGAGGAACACCGGTGACGA 
AGGCGACCCCCTGGGCCATGACTGACGCTGAGGTGCGAAACGTGGGRAGCAAAWRGGATTAGATMCCCTG 
GTAGTCCACGCTGTAAACGATGTCGACTAGCCGTTGGATCCATTTTGGGGTTGAGTGGCGCAGCAAACGC 
GATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCCAAGAATCC 
TGCTGAGARGTGGGAGTGCCTTCGGGAGCTTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCNTGTCGT 
GAGATGTTGGGTSAAGTCCCGTAACGAGCGCAACCCTTGKCCTTAGTTGCCAGCGAGTGATGTCGGGCAC 
TCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGG 
CTGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCGAGCCCGCGAGGGGGAGCCAATCCCAGA 
AAACCGGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAA 
TCAGCATKTCGCGGTGAATACGTTCCCSGGCCTTGTACACACCGGCCGTCACACCATGGGAGTTG 


>gi|219878259|ref|NR_025398.1| Hymenobacter aerophilus strain I/26Corl 16S ribosomal RNA, partial 
sequence 
TAACGCGTAACCAATCTGCCCTGAACTGGGGGATAGCCCGCCGAAAGSTATTTAATACCGCATAAACCAA 
CAGAACGGCATCGTTTAATTGGTAAAGATTTATTGGTTCAGGATGAGGTTGCGTGCCATTAGCTAGTTGG 
CGGGGTDNWGGCCCACCAAGGCGACGATGGCTAGGGGACCTGAGAGGWTWDTCCCCCACNNTGGCACTGA 
GATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAGAGTCTGACCCAGC 
CATGCCGCGTGCCGGATGAAGGCCTTCTGGGTTGTAAACGGCTTTTCTCAGGGAGWWAWAKMACCTTGCG 
AGGTACACTGACGGTACCTGAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCAAGCSTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCCGTTAAGTCCGGGGTGAAAGC 
CCACAGCTCAACTGTGGAACTGCCCTGGATACTGGCGGGCTTGAGTCCAGACGAGGTTGGCGGAATGGAA 
GGTGTAGCGGTGAAATGCATAGATACCTTCCAGAACCCCGATTGCGTAGGCAGCTGACTAGGCTGGTACT 
GACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
GATACTCGCTGGTAGCGATATACAGTTACTGGCTTAGCGAAAGCGGTAAGTATCCCACCTGGGGAGTACG 
CTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGA 
TGATACGCGAGGAACCTTACCTAGGCTAGAATGCGCGTGACCGGTTCAGAGATGAGCCTTTCCTTCGGGA 
CACAAAGCAAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTATGTTTAGTTGCCAGCATGTAATGATGGGGACTCTAAACAGACTGCCTGCGCAAGCAGTG 
AGGAAGGCGGGGACGACGTCAGGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGCG 
GTACAGCGGGTTGCTACTAGGTGACTAGATGCTAATCTCACAAAACCGTTCTCAGTTCGGATCGGAGTCT 
GCAACTCGACTCCGTGAAGCTGGAATCACTAGTAATCGCGTATCAGCAATGACGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTTTGGTAGACCTGAAGCTGGTGCTCGTCACAGAAG 
CCAGTTAGGGTAGAACAAGTAACTAGGGCTAA 


>gi|219878258|ref|NR_025397.1| Actinomyces catuli strain CCUG 41709 16S ribosomal RNA, partial sequence 


CGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCCTTTTTTTGGGGTGGATGAGTGGCGAACGGGT 
GAGTAACACGTGAGTAACCTGCCCCTGACTCCTGGATAACTGCTTGAAAGGGTGGCTAATACGGGGTGTC 
CTGGCCTGGGCGCATGTCTGGGTTTGGAAAGATTCCATGTTTTTGGTTTTGGTTGGGGATGGGCTCGCGG 
CCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGTTGACGGGTAGCCGGCCTGAGAGGGTGGACG 
GTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGTGAG 
GAAGGCCTGCTCCTTTTTGTGGGTGGGTTGACGGTAGCTGGATAAGAAGCGCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTG 
GTCGCGTCTGCCGTGAAATCCCCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCCGGCTTGAGTGCGG 
TAGGGGAGGCTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGG 
CGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGGGGTCTTTCCGGGTCCTCCGCGCCGTAGCTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTCAGCGCTGG 
CTGCAGAGATGTGGTCTCCTCACTTGTGGGGCGCTGTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCACGTCGTGGTGGG 
GACTCGCGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGATGCCGTGAGGCGGAGCGAATCCC 
TTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTTGGAGTCGCTAGTAATCGC 
AGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGCTGG 


>gi|219878257|ref|NR_025396.1| Aerococcus sanguinicola strain CCUG 43001 16S ribosomal RNA, partial 
sequence 
TGGCGGCATGCCTAATACATGCAAGTCGAGCGAACCGACGAAGTGCTTGCACTTCTGACGTTAGCGGCGG 
ACGGGTGAGTAACACGTAAGGAACCTACCTATGAGCGGGGGACAACATCCGGAAACGGGTGCTAATACCG 
CATAGTAATTTGTCAGGCATCTGACAAATTGGAAAGACGGCTTTTGCTGTCACTCATAGATGGTCTTGCG 
GTGCATTAGCTAGTTGGTGGGATAAAAGCTTACCAAGGCCATGATGCATAGCCGACCTGAGAGGGTAATC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGG 
CGCAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTAAGAGA 
AGAACAAATTGTAGAGTAACTGCTACAGTCTTGACGGTATCTTACCAGAAAGCCACGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGTGG 
TTTCTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGGAAACTTGAGTG 
CAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGANGAACACCAGTGGCGA 
AGGCGACTTTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGTTAACG 
CATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCTTTGACCA 
CTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTTAGTTGGGCACT 
CTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACT 
TGGGCTACACACGTGCTACAATGGATGGTACAACGGGCTGCGAACTCGCGAGAGTCAGCGAATCCCTTAA 
AGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGAT 
CAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACA 
CCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGT 
AACAAGGTAGCCGTATCGGAAGGTGCGGC 


>gi|219878256|ref|NR_025395.1| Actinomyces marimammalium strain CCUG 41710 16S ribosomal RNA, partial 
sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCGGTGCTTTTGTATCGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTTGGGATAAGCATTGGAAACGGTGTCTAA 
TACTGGATATTCACATTTTGCCGCATGGTGGGGTGTGGAAAGGTTTTTCTGGTGGGGGATGGGCTCGCGG 
CCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACCG 
GTCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAAGGAC 
GCAGGGCAATCTTTGGGTTGTTTGACGGTACTTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGCGTGTCGCG 
TCTGTCGTGAAATCCAATGGCTTAACTGTTGGCTTGCGGTGGGTACGGGCATGCTTGAGTGCGGTAGGGG 
AGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTC 
TCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCTGTAAACGTTGGGCACTAGGTGTGGGGGCTGTCATGGTTTCTGCGCCGTAGCTAACGCATTAAGTGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGGNACACTGCAGAGA 
TGTGGTGGTCTTCGGACTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTCTCGTGTTGCCAGCACTTTGGGTGGGGACTCGCGAGAGACTG 
CCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGC 
ATGCTACAATGGCCGGTACAGAGGGTTGCGATACTGTGAGGTTGAGCGAATCCCTTAAAGCTGGTCTCAG 
TTCGGATCGATGTCTGCAACTCGACATCGTGAAGGCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGC 
GGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCTCA 
TGGCCTAACCACGTTT 


>gi|219878255|ref|NR_025394.1| Ureibacillus terrenus strain DSM 12654 16S ribosomal RNA, partial sequence 
TGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCTCATAGGAAGCTTGCTTTTTATGAGGTTAGCGGC 
GGACGGGTGAGTAACACGTGGGTAACCTGCCCTATAGACCGGGATAACTCGCGGAAACGCGTGCTAATAC 


CGGATAACACAGCGGAGCGCATGCTCCGGTGTTGAAAGGTGGTTCTGCTACCGCTATAGGATGGGCCCGC 
GGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAT 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGG 
GCGAAAGCCTGATGGAGCAACGCCGCGTGAGNGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGTAAGGG 
AAGAACAAGTGCGGTAGTAACTGACCGCACCCTGACGGTACCTTACGAGAAAGCCACGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCG 
GTCTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGT 
GCAGGAGAGGGAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCG 
AAGGCGGCTTCCTGGCCTGTAACTGACGCTGAAGCGCGAAAGCGTGGGGACCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGCTTGCCCCTTAGTGCTGCAGCTAACGC 
ATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCG 
CCATGGAGACATGGCCTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTCAGTTGGGCAC 
TCTAAGGAGACTGCCGTACAAATACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACC 
TGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCCGCGAGGGGGAGCGAATCCCAAAA 
AGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGAT 
CAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGTAACA 
CCCGAAGTCGGTGAGGTAACCCTTCCGGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTC 
GTAACAAGGTAGCCGTATC 


>gi|219878253|ref|NR_025392.1| Acinetobacter ursingii strain LUH 3792Type 16S ribosomal RNA, partial 
sequence 
GAGCGGAGAGAGGTAGCTTGCTACTGATCTTAGCGGCGGACGGGTGAGTAATACTTAGGAATCTGGCTAT 
TAGTGGGGGACAACATTTCGAAAGGGATGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTT 
CGGACCTTGCGCTAATAGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGA 
CGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCC 
TTATGGTTGTAAAGCACTTTAAGCGAGGAGGAGGGTACTGGTATTAATACTACCAGGTACTGGACGTTAC 
TCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGG 
ATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTAATTGAGTCGGATGTGAAATCCCCGAGCTTAACTTGGG 
AATTGCATTCGATACTGGTTAGCTAGAGTGTGGGAGAGGATGGTAGAATTCCAGGTGTAGCGGTGAAATG 
CGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTGGCCTAACACTGACGCTGAGGTACGAAA 
GCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGTCTACTAGCCGTTGGTC 
TCTTTGAGGGATTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGTCGCAAGACTAAA 
ACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAA 
CCTTACCTGGTCTTGACATAGTAAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTTACATACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTT 
CCTTATTTGCCAGCACTTTGGGTGGGAACTTTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGA 
CGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTG 
CTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCC 
ATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTGGATAGTCTAACTGCAAAGAGGACGTTCACCA 
CGGTGTGGCCGATGACTGGGACGAAGTCGTAACAAGGTA 


>gi|219878252|ref|NR_025391.1| Paenibacillus azoreducens strain CM1 16S ribosomal RNA, partial sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTGATGAGGAGCTTGCTCC 
TCTGATGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGCAAGACCGGGATAACTAGCGG 
AAACGTTAGCTAATACCGGATAATTTATCGCTTTGCATGAAGCGGTAATGAAAGACGGAGCAATCTGTCA 
CTTGCAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGC 
CGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTA 
AAGCTCTGTTGCCAGGGAAGAACGACCGTTAGAGTAACTGCTAACGGAGTGACGGTACCTGAGAAGAAAG 
CCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGCGCGCGCAGGCGGTCGCTTAAGTCTGGTGTTTAAGGCCAAGGCTCAACCTTGGTTCGCACTGGAA 
ACTGGGTGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGG 
AGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCT 
TGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAAT 
TGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCCTCTGACCGGTCTAGAGATAGACCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATTTTAGTTGCCA 
GCACTTTAAGGTGGGCACTCTAGAATGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAAT 
CATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCAGTACAACGGGAAGCGAAGTCGCGA 
GATGGAGCCAATCCTATCAAAGCTGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGG 
AATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCA 
CACCACGAGAGTTTACAACACCCGAAGTCGGTGAGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTA 
GATGATTGGGGTGAAGTCGTAACAAGGTAG 


>gi|219878250|ref|NR_025389.1| Thermosipho geolei strain DSM 13256, 16S ribosomal RNA, partial sequence 
TGGCTCAGGGTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAAGCTGCTAGACAGATCCCTT 
CGGGGAGACGTTTAGTAGACTGAGCGGCGGACGGGTGAGTAACGCGTAGGTGACCTGCCCCTCAGAGGGG 
GATAACTGGGAGAAATCCCAGCTAATACCCCATACGTTCCATGCTGTAAGAGGCATGGAAGAAAGGGAGC 


AAATGCTCTGCTGAGGGAGGGGCCTGCGTCCCATCAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCTAC 
GACGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAAGGGCACTGAGACACGGGCCCTACTCCTACGGGAG 
GCAGCAGTGGGGGATTTTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGCGGGAAGAAGCCCT 
TCGGGGTGTAAACCGTTGTGGTGGGAGACGAATAAGGTAAGGAGTGGAAAGCCTTACCGATGACGGTATC 
CCACTAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTACCCGGA 
TTCACTGGGCGTAAAGGGGGCGTAGGTGGCCGTGTAAGTCCGGTGTGAAAAGCCACGGCTCAACCGTGGA 
CCTGCGCTGGAAACTACATGGCTTGAGGACGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCC 
GTAGATATCAGCAGGAACGCCGGTGGGGAAGCCGGTCTCCTGGGCCGTTCCTGACGCTGAGGCCCGAAAG 
CTAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGA 
ATAATTCCTCTGTGCTGTAGCTAACGCGTTAAGTGGGCCGCCTGGGGAGTATGCCCGCAAGGGTGAAACT 
CAAAGGAATTGACGGGACCCCGCACAAGCGGTGGAGCGTGTGGTTTAATTGGACGCTAAGCCAAGAACCT 
TACCAGGGCTTGACATGCTGGTGGTACCGACCCGAAAGGGGAGGGACCCACGTCGTAAGGCGTGGGAGCC 
AGCACAGGTGGTGCACGGTCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCCTGCCCTTAGTTGCCAGCGGTTCGGCCGGGCACTCTAAGAGGACTGCCGGCGACGAGCCGGAGGAA 
GGAGGGGATGACGTCAGATACTCGTGCCCCTTATGCTCTGGGCGACACACGCGCTACAATGGGTGGGACA 
GCGGGTTGCGACCCAGCGATGGGGAGCTAATCCCTTAAACCCACCCTCAGTTCGGATTGCAGGCTGAAAC 
CCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCACGCCGCGGTGAATACGTTCCCGGGGT 
TTGTACACACCGCCCGTCACGCCACCCGAGTTGGCAGCGCCCGAAGATGGGTATCCCAACCCGCAAGGGA 
AGGAGCCTATTGAGGGCGAGGCTGGCGAGGGGGGCGAAGTCGTAACAAGGTAG 


>gi|219878249|ref|NR_025388.1| Pediococcus inopinatus strain DSM 20285 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGGACGCACTTTCGTTGAATGATTT 
AGAGATGCTTGCATCGAAGATGATTTTAACTATAAAGTGAGTGGCGAACGGGTGAGTAACACGTGGGTAA 
CCTGCCCAGAAGTGGGGGATAACACCTGGAAACAGATGCTAATACCGCATAATAAAGTAAACCGCATGGT 
TTTCTTTTAAAAGATGGCTTCGGCTATCACTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGAT 
AAAGGCCCACCAAGGCTGTGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCC 
GCGTGAGTGATGAAGGCTTTAGGGTCGTAAAACTCTGTTGTTGGAGAAGAACGTGTGTGAGAGTAACTGC 
TCATGCAGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
TGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTAATGTGAAAGC 
CTTCGGCTTAACCGAAGAAGTGCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCA 
TGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACT 
GACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATG 
AATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGCCTGGGGAG 
TACGACCGCAAGGTTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTCTGCTAACCTAAGAGATTAGGCGTTCCCTT 
CGGGGACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTATTATTAGTTGCCAGCATTAAGTTGGGCACTCTAGTGAGACTGCCGGTGATAAA 
CCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATG 
GACGGTACAACGAGTTGCGAGACCGCGAGGTTAAGCTAATCTCTTAAAACCGTTCTCAGTTCGGACTGCA 
GGCTGCAACTCGCCTGCACGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGAGTAACCTT 
CGGGAGCTAGCCGTCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACC 
TGCGGCTGGAT 


>gi|219878248|ref|NR_025387.1| Chryseobacterium joostei strain LMG 18212 16S ribosomal RNA, partial 
sequence 
GATGAACGCTAGCGGGAGGCCTAACACATGCAAGCCGAGCGGTAGAGATTCTTCGGGATCTTGAGAGCGG 
CGCACGGGTGCGGAACACGTGTGCAACCTGCCTTTATCTGGGGGATAGCCTTTCGAAAGGAAGATTAATA 
CCCCATAATATAAGAAACGGCATCGTTTTTTATTGAAAACTCCGGTGGATAGAGATGGGCACGCGCAGGA 
TTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAACGATCCTTAGGGGGCCTGAGAGGGTGATCCCCCA 
CACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGAGA 
GCCTGATCCAGCCATCCCGCGTGAAGGACGACGGCCCTATGGGTTGTAAACTTCTTTTGTATAGGGATAA 
ACCTTTCCTCGTGAGGGAAGCTGAAGGTACTATACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGATCTGTAAGT 
CAGTGGTGAAATCTCACAGCTTAACTGTGAAACTGCCATTGATACTGCAGGTCTTGAGTGTTGTTGAAGT 
AGCTGGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAACACCAATTGCGAAGGCAGGTTA 
CTAAGCAACAACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGCTAACTCGTTTTTGGGTTTTCGGATTCAGAGACTAAGCGAAAGTGATAAGTTAGCCA 
CCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATTATG 
TGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGGGAAATGACAGGCTTAGAAATAGG 
CTTTTCTTCGGACATTTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTAGGTTAAG 
TCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCCATCATTAAGTTGGGGACTCTAGTGAGACTGCCTAC 
GCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCCACACACGTAAT 
ACAATGGCCAGTACAGAGGGCAGCTACACGGTGACGTGATGCAAATCTCGAAAGCTGGTCTCAGTTCGGA 
TTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTCTGGGGTACCTGAAGTCGGTGACCG 
TAACAGGAGCTGCCTAGGGTAAAACAGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219878247|ref|NR_025386.1| Chryseobacterium scophthalmum strain LMG 13028 16S ribosomal RNA, partial 
sequence 
GCGGGAGGCCTAACACATGCAAGCCGAGCGGTATTTATTCTTCGGAATAGAGAGAGCGGCGTACGGGTGC 


GGAACACGTGTGCAACCTGCCTTTATCAGGGGGATAGCCTTTCGAAAGGAAGATTAATACCCCATAATAT 
ATTGAMTGGCATCAKTYGATATTGAAAACTCCGGTGGATAGAGATGGGCACGCGCAAGATTAGATAGTTG 
GTAGGGTAACGGCCTACCAAGTCAGTGATCTTTAGGGGGCCTGAGAGGGTGATCCCCCACACTGGTACTG 
AGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGAGAGCCTGATCCAG 
CCATCCCGCGTGAAGGACGACGGCCCTATGGGTTGTAAACTTCTTTTGTATAGGGATAAACCTACTCTCG 
TGAGAGTAGCTGAAGGTACTATACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGATCTGTAAGTCAGTGGTGAAA 
TCTCATAGCTTAACTATGAAACTGCCATTGATACTGCAGGTCTTGAGTAAAGTAGAAGTGGCTGGAATAA 
GTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAACACCAATTGCGAAGGCAGGTCACTATGTTTTAA 
CTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGCTAACTCGTTTTTGGGTCTTCGGATTCAGAGACTAAGCGAAAGTGATAAGTTAGCCACCTGGGGAGTA 
CGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATTATGTGGTTTAATTC 
GATGATACGCGAGGAACCTTACCAAGGCTTAAATGGGAATTGACAGGTTTAGAAATAGACTTTTCTTCGG 
ACAATTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTAGGTTAAGTCCTGCAACGA 
GCGCAACCCCTGTCACTAGTTGCCATCATTCAGTTGGGGACTCTAGTGAGACTGCCTACGCAAGTAGAGA 
GGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCCACACACGTAATACAATGGCCGG 
TACAGAGGGCAGCTACCTAGCGATAGGATGCGAATCTCGAAAGCCGGTCTCAGTTCGGATTGGAGTCTGC 
AACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCAAGCCATGGAAGTTTGGGGTACCTGAAGTCGGTGACCGTAACAGGAGCT 
GCCTAGGGTAAAACAAGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219878246|ref|NR_025385.1| Ralstonia mannitolilytica strain LMG6866 16S ribosomal RNA, partial 


sequence 
GCCTTACACATGCAAGTCGAACGGCAGCGGGGGAAAGCTTGCTTTCCTGCCGGCGAGTGGCGAACGGGTG 
AGTAATACATCGGAACGTGCCCTGTAGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATACGAC 
CTGAGGGTGAAAGTGGGGGACCGCAAGGCCTCATGCTATAGGAGCGGCCGATGTCTGATTAGCTAGTTGG 
TGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGC 
AATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATGGCTCTGGTTA 
ATACCCGGAGTTGATGACGGTACCGGAAGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGCAAGACCGATGT 
GAAATCCCCGGGCTTAACCTGGGAATTGCATTGGTGACTGCACGGCTAGAGTGTGTCAGAGGGAGGTAGA 
ATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCTCCTGGGAT 
AACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAA 
ACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGG 
GGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGAT 
TAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGAGATGCATTAGGT 
GCTCGAAAGAGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCTACGAAAGGGCACTCTAGAGAGACTGCCGGTGACA 
AACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAA 
TGGTGCATACAGAGAGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAATGCATCGTAGTCCGGATCG 
TAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACG 
TTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTTTACCAGAAGTAGTTAGCCTAACC 
GCAAGGAGGGCGATTACCACGGTAGGGTTCATGACTGGGACGAAGTCGT 


>gi|219878245|ref|NR_025384.1| Pseudonocardia kongjuensis strain LM 157 16S ribosomal RNA, partial 


sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCC 
TTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTCCACTCTGGGATAAGC 
CCGGGAAACTGGGTCTAATACCGGATAGGACACGTTGATGCATGTCTTCGTGTGGAAAGTTTTTTCGGTG 
GGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGG 
CCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCGCCAGGGACGAAGCTTTTGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCA 
GCCGCGGTAACACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGT 
CGCGTCGGCCGTGAAAACTTGGGGCTTAACTCTGAGCGTGCGGTCGATACGGGCATCACTTGAGTTCGGC 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGACCATTCCACGGTTTCTGTGCCGCAGCTAACGCAT 
TAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGATCGCG 
GCAGAGATGTCGTTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCAT 
GGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGG 
GCTTCACACATGCTACAATGGCTCATACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGT 
GAGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACC 
CGAAGCCGGCGGCCCAACCCTTGTGGAGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219878244|ref|NR_025383.1| Amycolatopsis albidoflavus strain IMSNU 
sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAACCGG 


22139 16S ribosomal RNA, partial 


TTTCGGCCGGGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGTACTCTGGGATAAGC 
CTGGGAAACTGGGTCTAATACCGGATATGACCTTCGGAGCATCTTCGAGGGGTGGAAAGTTCCGGCGGTA 
CAGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGG 
CCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAGGGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGCGGTTTGT 
CGCGTCGGCCGTGAAATCTCCACGCTTAACGTGGAGTGTGCGGTCGATACGGGCAGACTTGAGTTCGGCA 
GGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCG 
GGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGTAGCTAACGCATT 
AAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCC 
CAGAGATGGGGCTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTCATGGCGGGGACTCGTG 
GGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGG 
CTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCC 
GGTCTCAGTTCGGATCGCAGTGTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCC 
GAAGCCCATGGCCCAACCCGCAAGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTA 
ACAA 


>gi|219878243|ref|NR_025382.1| Ignatzschineria larvae strain L1/68 16S 
GATCCTGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGCAGCACGAGGAGTTT 
ACTCTTTGGTGGCGAGTGGCGGACGGGTGAGTAATGCATAGGAATCTACCTTTTAGTCTAGGATAACTAC 
CCGAAAGGGTAGCTAATACTGGATGTGGACTACGGTTTAAAGCAGGGGATCTTCGGACCTTGCGCTAAGA 
GATGAGCCTATGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCTCTAGCTGGTTT 
GAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCAC 
TTTTGTTAGGGAGAACGGGTTTAGTAGCTAATACCTACTGAATTTGATGTTACCTAAAGAATAAGCACCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
GGCGCGTAGGTGGTATCTTAAGTTGGGTGTGAAATCCCCGGGCTCAACCTGGGAATTGCATCCAAAACTG 
GGATGCTAGAGTGTGGTAGAGGGTAGCGGAATTTCTGGTGTAGCGGTGAAATGCGTAGATATCAGAAGGA 
ACATCAATGGCGAAGGCAGCTACCTGGGCCAACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCTGTAAACGATGACAACTTGTTGATGGGGGCACTGGCCTTCGTTGA 
CGGAGCTAACGCGTTAAGTTGTCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACA 
TCTACAGAACTATCCAGAGATGGATGGGTGCCTTCGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCTTGTCCTTATTTGCCAGCACGT 
AAAGGTGGGAACTTTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTAGGGACGACGTCAAGTCATCAT 
GGCCCTTATGACCAGGGCTACACACGTGCTACAATGGTCGGTACAATGGGTTGCCAAGCCGCGAGGTGGA 
GCTAATCTCATAAAACCGATCCCAGTCCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCT 
AGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATG 
GAAGTTGATTGCTCCAGAAGTAGGTAGCTTAAAAATGGGCGCTTACCACGGAGTGGTCGATGACTGGGGT 
GAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 


ribosomal RNA, partial sequence 


>gi|219878242|ref|NR_025381.1| Moritella profunda strain 2674 16S ribosomal RNA, partial sequence 


TTGATCCTGGCTCAGATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGAAACGAAGAATAG 
CTTGCTATTCTGGCGTCGAGCGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTAGTCGAGGGGGACAA 
CAGTTGGAAACGACTGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCCTCTTCTTGAAAGCTCTCG 
CGACTAGATGAGCCCAAGTGGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCCCTAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGAGCACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATACCGCGTGTATGAAGAAGGCCTTAGGGTTGT 
AAAGTACTTTCAGCGAGGAGGAAAGGTGGTAGCTTAATACGTTATCACTGTGACGTTACTCGCAGAAGAA 
GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGC 
GTAAAGCGCATGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTC 
GAACTGGCAAACTAGAGTTCTTGAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCT 
GAAGGAATACCAGTGGCGAAGGCGGCCACCTGGCAAGTAACTGACGCTCAGATGCGAAAGCGTGGGTAGC 
AAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTTCCTTGCGAAC 
TGGGCTCTTAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACT 
CTTGACATCCATAGAATTTGGTAGAGATGCATTGGTGCCTTCGGGAACTATGAGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCC 
AGCACGTAATGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAG 
TCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCTGCAAACCAGCG 
ATGGTAAGCGAATCCCATAAAGTGCGTCGTAGTCCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGG 
AATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCTTCGGGAGGGCGATGACCACGGTGTGGTT 
CATGACTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|219878241|ref|NR_025380.1| Moritella abyssi strain 2693 16S ribosomal RNA, partial sequence 


ATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGAAACGAAGAATAGCTTGCTATTCTGGCG 
TCGAGCGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTAGTCGAGGGGGACAACAGTTGGAAACGACT 


GCTAATACCGCATACGACCTACGGGTGAAAGGGGGCCTCTTCTTGAAAGCTCTCGCGACTAGATGAGCCC 
AAGTGGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGAGGAAACTCTGATGCAGCCATACCGCGTGTATGAAGAAGGCCTTAGGGTTGTAAAGTACTTTCAGCGA 
GGAGGAAAGGTAAGTAGTTAATAACTGCTTACTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGG 
CGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGA 
GTTCTTGAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGG 
CGAAGGCGGCCACCTGGCAAGTAACTGACGCTCAGATGCGAAAGCGTGGGTAGCAAACGGGATTAGATAC 
CCCGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTTCCTTGAGAACTGGGCTCTTAAGCTAA 
CGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAA 
TCTGGTAGAGATACCTCAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGG 
AACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTAC 
GAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCTGCAAACCAGCAATGGTAAGCGAATCCC 
ATAAAGTGCGTCGTAGTCCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGT 
GAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGC 
TGCACCAGAAGTCATTAGCTTAACCTTCGGGAGGGCGATGACCACGGTGTGGTTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCCTAGGGGAACC 


>gi|219878240|ref|NR_025379.1| Actinomyces radicidentis strain CCUG 36733 16S ribosomal RNA, partial 


sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCCAGCTTGCTGGG 
GTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTCTGGATAACTGCCGGAAA 
CGGTAGCTAATACGGGATACTCATTCCCTGCCGCATGGTGGGGTTTGGAAAGGTTTTTCTGGTGGGGGAT 
GGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAG 
AGGGTGGACGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTT 
CGCCAGTGAAGCAGGCCAGGCCTTATTGGCTTGGTTGACGGTAGCTGGATAAGAAGCGCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAG 
GCGGCTGGTCGCGTCTGTCGTGAAATCCCCTGGCTTAACTGGGGGCTTGCGGTGGGTACGGGCCGGCTTG 
AGTGCGGTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTG 
GCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGGGCTCTTTCCGGGGTTTCCGCGCCGTAG 
CTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGA 
GTGACCGCCGCAGAGATGTGGTCTCCCCCTTGTGGGGCGCTTTCACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCGTGTTGCCAGCACGTCGT 
GGTGGGGACTCGCGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGTGGGTTGCGATACCGTGAGGTGGAGCG 
AATCCCTTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTTGGAGTCGCTAGT 
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAA 
A 


>gi|219878239|ref|NR_025378.1| Desulfomicrobium orale strain DSM 12838 
sequence 
AATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAGAAAGTTCCTTCGGGAATGAGTAGAGTG 
GCGCACGGGTGAGTAACGCGTGGGTAATCTGCCCTTGGATTTGGGATAACTTCGCGAAAGTGGAGCTAAT 
ACCGGATAGTCTGGCTTTGTAAAAGGAGTCGGTAAAGGATGCCTCTGCATATGCATTCGTCCGAGGATGA 
GCCCGCGTCTCATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGATGAGTAGCTGGTCTGAGAG 
GATGATCAGCCACACTGGGACTGAAACACGGTCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCG 
CAATGTGCGAAAGCCTGACGCAGCAACGCCGTGTGAGGGATGAAGGTTTTCGGATCGTAAACCTCTGTCA 
GAAGGGAAGAAGTGGTGCGGGTCCAACAGGCCCGTATCTTGACGGTACCTTCAAAGGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCAC 
GTAGGCGGCCTTGTAAGTCAGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCACTTGAAACTGCGGGG 
CTCGAATCCTGGAGAGGGCGGCGGAATTCCTGGTGTAGGAGTGAAATCCGTAGATATCAGGAGGAACACC 
GGTGGCGAAGGCGGCCGCCTGGACAGGTATTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACACCGTAAACGATGGATACTAGGTGTCGGGGACTTGATCCTCGGTGCCGCAGT 
TAACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCCC 
GCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATCCTGG 
GAATTCCGCAGAGATGCGGAAGTGCCCTTCGGGGAATCCAGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTCAGTTGCCAGCAGGTAAAG 
CTGGGCACTCTGTGGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCC 
CTTACGCCCAGGGCTACACACGTACTACAATGGTGGGCACAAAGGGCAGCGAAACCGCGAGGTCCAGCCA 
ATCCCAAAAAAACCATCATAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTA 
ATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAG 
TCGGTTCTACCCGAAGCCGCCAGGCTAACCCGCAAGGGATGCAGGCGTCTACGGTAGGGCTGGTAATTGG 
GGTGA 


>gi|219878238|ref|NR_025377.1| Campylobacter hominis strain CHOO1A 16S 
AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACGAATAAGAGCTTGCTCTTATAAGTTAGTGG 
CGCACGGGTGAGTAATATATAGCTAATCTGCCTCTTAGTAGAGGATAACAGTCGGAAACGATTGCTAATA 


16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 


CTCTATACTTCTGCTTTACATAAGTAAAGTAGAGAAAGTTTTTCGCTAAGAGATGAGGCTATACTGTATC 
AGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTATGACGCATAACTGGTCTGAGAGGATGATCAGTCACA 
TTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACC 
CTGACGCAGCAACGCCGCGTGGAGGATGACACTTTTCGGAGCGTAAACTCCTTTTATCGGGAAAGAATAA 
TGACGGTACCCGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGC 
GTTACTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTGGATTATCAAGTCTCTTGTGAAATCTAATAGCT 
TAACTATTAAATTGCTTGGGAAACTGATAGTCTAGAGTAGGGGAGAGGCAGATGGAACTCTTGGTGTAGG 
AGTAAAATCCGTAGATATCAAGAAGAATACCTATTGCGAAAGCGATCTGCTAGAACCTAACTGACACTGA 
TGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTATACCGG 
TTGTTGCTTTGCTAGTCAAGGCAGTAATCCAGCTAACGCATTAAGTATACCGCCTGGGGAGTACGGTCGC 
AAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATA 
CGCGAAGAACCTTACCCGGACTTGATATCTAACAAATCATCCAGAGATGGAAGAGTGTCTGCTTGCAGAA 
ATGTTAAGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCACGTATTTAGTTGCTAACAGTTAGGCTGAGTTCTCTAAATAGACTGCCTTCGTAAGGAGGA 
GGAAGGTGTGGACGACGTCAAGTCATCATGGCCCTTATGTCCGGGGCGACACACGTGCTACAATGACATA 
TACAATGAGATGCAATATCGCAAGATGGAGCAAATCTATAAAATATGTCCCAGTTCGGATTGGAGTCTGC 
ACTCGACTCCTGAAGCCGGAATCCTAGTAATCGTAGATCAGCCATGCTACGGTGAATACGTTCCCGGGTC 
TTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACTCGAAGCGGGGATGCAAAATTTGCTACCCT 
CCACAGTGGAATCA 


>gi|219878237|ref|NR_025376.1| Comamonas nitrativorans strain 23310 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGA 
ACGGGTGAGTAATACATCGGAACGTGCCTAGTAGTGGGGGATAACTACTCGAAAGAGTGGCTAATACCGC 
ATGAGATCTATGGATGAAAGCAGGGGACCTTAGGGCCTTGTGCTACTGGAGCGGCCGATGGCAGATTAGG 
TAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTG 
ATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGCCT 
CTCTCTAATACAGGGGGGTGATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGA 
CAGTGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCATTGTGACTGCAAGGCTGGAGTGCGGCAGAGGG 
GGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCC 
CTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCCTAAACGATGTCAACTGGTTGTTGGGGATTTATTTCTTCAGTAACGAAGCTAACGCGTGAAGTTGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGA 
TGTTCTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAATCCTTTAGAGATAG 
AGGAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCG 
GTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTAGAAACGTC 
ATACAATGGCCGGTACAAAGGGTCGCGAAGCCGCGAGGTGGAGCCAATCCCATAAAGCCGGTCGTAGTCC 
GGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGTCACGGTG 
AATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAGGTAGC 
CTAACCGCAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTA 
TCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219878236|ref|NR_025375.1| Brevibacterium paucivorans strain CF 62 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTCTAGCTTGCTG 
GGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTTACTTCGGGATAAGCTTGGGA 
AACTGGGTCTAATACCGGATATTCTGCATGGTCGGATGGTTGTGTAGGAAAGATTTTTTGGTAAGGGATG 
GGCTCGCGGCCTATCAGTTTGTTGGTGGGGTGATGGCCTACCAAGACGACGACGGGTAGCCGGCCTGAGA 
GGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTC 
AGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGTACTAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCT 
GCTGTGGAAACGTGCCGCTTAACGGTGCGCGTGCAGTGGGTACGGGCGGACTANAGTGCAGTAGGGGAGT 
CTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCT 
GGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGC 
CGTAAACGTTGGGCACTAGGTGTGGGGTCCATTCCACGGATTCTGCGCCGTAGCTAACGCATTAAGTGCC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGC 
ATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACTGGATCGCTGCAGAGAT 
GTGGTTTTCTTTTTGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATGGGAGACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACG 
CATGCTACAATGGCCGGTACAGAGGGTGGCGATACCGTGAGGTGGAGCGAATCTCTTAAAGCCGGTCTCA 
GTTCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCG 
GTGGCCTAACCC 


>gi|219878235|ref|NR_025374.1| Methylobacterium fujisawaense strain DSM 5686 16S ribosomal RNA, partial 
sequence 

TGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGACCTTTCGGGGTCA 
GCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCTTCCGGTTCGGAATAACCCTGGGAAACTAGGGCTA 
ATACCGGATACGCCCTTATGGGGAAAGGTTTACTGCCGGAAGATCGGCCCGCGTCTGATTAGCTAGTTGG 


TGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGC 
CATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTATCCGGGACGATAATGACGGTACCG 
GAGGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAA 
TCACTGGGCGTAAAGGGCGCGTAGGCGGCGTTTTAAGTCGGGGGTGAAAGCCTGTGGCTCAACCACAGAA 
TTGCCTTCGATACTGGGACGCTTGAGTATGGTAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCG 
TAGATATTCGCAAGAACACCGGTGGCGAAGGCGGCCAACTGGACCATTACTGACGCTGAGGCGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCTGTTGGGGTG 
CTTGCACCGCAGTAGCGCAGCTAACGCTTTGAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCT 
TACCATCCTTTGACATGGCGTGTTACCCAGAGAGATTTGGGGTCCACTTCGGTGGCGCGCACACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCCT 
TAGTTGCCATCATTCAGTTGGGCACTCTAGGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGTGGATGA 
CGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGA 
AAGAGCGATCTGGAGCAAATCCCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGA 
AGGCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTTGGTCTTACCCGACGGCGCTGCGCCAACCGCAAGGAGGCAGGCGACCACGGT 
AGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGT 


>gi|219878234|ref|NR_025373.1| Bacillus shackletonii strain LMG 18435 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTTTAAAAGCTTGCTTTTAAAAGTTA 
GCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCT 
AATACCGGATAACTTCTTTCCTCGCATGAGGAAAGATTGAAAGATGGCTTCGGCTATCACTTACAGATGG 
ACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCRACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTG 
TTAGGGAAGAACAAGTAYCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGC 
GCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGA 
CTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACC 
AGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGC 
AGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
TCTGACAACCCTAGAGATAGGGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCA 
GTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCGAGACCGCGAGGTTAAGCC 
AATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878233|ref|NR_025372.1| Paenibacillus cookii strain LMG 18419 16S ribosomal RNA, partial sequence 
GCGGCGTGCCTAATACATGCAAGTCGAGCGGASTTGATGARGAGCTTGCTCYYCTGAKRSTTAGCGGCGG 
ACGGGTGAGTAACACGTAGGCAACCTGCCCGTAAGACCGGGATAACTACCGGAAACGGTAGCTAATACCG 
GATAATTTATCGCTTCGCATGGAGCGGTAATGAAAGACGGAGCAATCTGTCACTTACGGATGGGCCTGCG 
GCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAAC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGG 
CGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGA 
AGAACGTCGGGTAGAGTAACTGCTAYCCGAGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGG 
TCACTTAAGTCTGGTGTTTAAGGCTAGGGCTCAACTCTAGTTCGCACTGGAAACTGGGTGACTTGAGTGC 
AGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAA 
GGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACAC 
ATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAA 
GCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGAATC 
CTCTAGAGATAGAGGCGGCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATTTTAGTTGCCAGCACTTTAAGGTGGGCAC 
TCTAGAATGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGAC 
CTGGGCTACACACGTACTACAATGGCCAGTACAACGGGAAGCGAAGTCGCGAGACGGAGCCAATCCTATC 
AAAGCTGGTCTCAGTTCGGATTGCAGGCTGCAACCCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGG 
ATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAA 
CACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGATTGGGGTGAAGTC 
GTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878232|ref|NR_025371.1| Lactobacillus frumenti strain TMW 1.666 16S ribosomal RNA, complete 
sequence 

AGAGTTTGATTATGGCTCAGATGAACGCCGGCGGTGTGCCTAATACATGCAAGTCGAGCGCACTGGCCCA 
ACTGATATGACGTGCTTGCACTGATTTGACGATGGATTACCAGTGAGCGGCGGACGGGTGAGTAACACGT 
GGGCAACCTGCCCTGGAGCGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATGACTACTAAAACCA 
CATGGTTTTAGTATAAAAGAAGGCTTCGGCTTTCACTCTAGGATGGGCCCGCGGTGCATTAGCTAGTTGG 


TAAGGTAACGGCTTACCAAGGCGATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACAATGGAACTGA 
GACACGGTCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGC 
AACACCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCTGTTGTTGAAGAAGAACGTGCGTGAGAGT 
AACTGTTCACGCAGTGACGGTTTCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTG 
AAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAGTGGAA 
CTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG 
CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAA 
CGATGAGTGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTG 
GGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCTAACCTCAGAGATGAGGCGTT 
CCCTTCGGGGACGCAATGACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTTACTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTG 
ACAAACCGGAGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTA 
CAATGGACGGTACAACGAGTTGCGAACTCGCGAGGGCAAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGA 
CTGTAGGCTGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTTTGCAATGCCCAAAGTCGGTGGCCTA 
ACCATTTGGAGGGAACCGCCTAAGGCAGGGCAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGA 
GAACCTGCGGCTGGATCACCT 


>gi|219878231|ref|NR_025370.1| Bacillus fumarioli strain LMG 17489 16S 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATYTTTAAGGGGCTTGCCCCTTGAGATT 
AGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACCGGGATAACTTCGGGAAACCGGAGC 
TAATACCGGATCATCCTTTCCTTCGCATGAAGGAAAGCTGAAAGACGGCGTAAGCTGTCACTTACAGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCNTACGGGAGGCAGCAGTAGGGAATCTTCC 
ACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTT 
GTTAGGGAAGAACAAGTATCGGAGTAACTGCCGGTACCTTGACGGTACC TAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGC 
GCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGA 
CTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACC 
AGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGC 
AGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
CCTGACACTCCTAGAGATAGGAATTTCCCCTTCGGGGGACAGGGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAKTCCCGCAACRAGCGCAACCCTTGATCTTAKTTGCCANCATTCA 
GTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAAGCCGCGAGGTGGAGCC 
AATCCCACAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCGAAGTCGGTGGGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGGACAGATGAT 


ribosomal RNA, partial sequence 


>gi|219878230|ref|NR_025369.1| Bordetella petrii strain Se-1111R 16S ribosomal RNA, partial sequence 


CGCTAGCGGGATGCTTTACACATGCAAGTCGAACGGCAGCGCGGACTTCGGTCTGGCGGCGAGTGGCGAA 
CGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCTTAGCTAATACCGCA 
TACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCACTATTGGAGCGGCCGATATCGGATTAGCT 
AGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGA 
TCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGAAAGAAACGGCTC 
TGGCTAATACCTGGGGCAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAA 
AGATGTGAAATCCCAGGGCTTAACCTTGGAACTGCATTTTTAACTACCGGGCTAGAGTGTGTCAGAGGGA 
GGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCC 
TGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCCTAAACGATGTCATCTAGCTGTTGGGGACTTCGGTCCTTGGTAGCGCANCTAACGCGTGAAGTTGACC 
GCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGAT 
GTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATGCCGAAGAGATTTG 
GCAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGG 
TGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCA 
TACAATGGTCGGGACAGAGGGCTGCCAACCCGCAAGGGGGAGCCAATCCCAGAAACCCGATCGTAGTCCG 
GATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGA 
ATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTAGTTAGCC 
TAACCGCAAGGGGGGCGATTACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAT 
CGGAAGGTGCGGTTGGATCACCTCCT 


>gi|219878229|ref|NR_025368.1| Microbacterium foliorum strain P 333/02 
sequence 

GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACACGGAGCTTGCTCTGTGGGATCA 
GTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCT 
AATACTGGATACGAGTAGCGGCCGCATGGTCAGTTACTGGAAAGATTTATTGGTTGGGGATGGGCTCGCG 
GCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACC 


16S ribosomal RNA, partial 


GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGGAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGA 
AGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAA 
ATCCGGAGGCTCAACCTCCGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATT 
CCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTT 
ACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACG 
TTGGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACT 
CTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTA 
CAATGGCCGGTACAAAGGGCTGCAATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGA 
TTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCT 
AACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGC 


>gi|219878228|ref|NR_025367.1| Pseudonocardia spinosispora strain LM 141 16S ribosomal RNA, partial 


sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCC 
TTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCTTTAGCTTCGGGATAAGC 
CTGGGAAACTGGGTCTAATACCGGATATGACCTTCTCTCGCATGGGGGTTGGTGGAAAGTTTTTCGGCTA 
GAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCGACCGGGACGAAGAGAGATTGACGGTACCGGTATAAGAAGCACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAACACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTC 
ACGTCGGCCGTGAAAACTTACAGCTTAACTGTGAGCGTGCGGTCGATACGGGCATCACTTGAGTTCGGCA 
GGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCG 
GGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGATCATTCCACGGTCTCTGTGCCGCAGCTAACGCATT 
AAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACTAGACGCGTC 
TAGAGATAGGCGTTCCCTTGTGGCTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATG 
GGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGG 
CTTCACACATGCTACAATGGCTCATACAGGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGT 
GAGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACC 
CGAAGCCGACGGCCTAACCCGTAAGGGAGGGAGTTGTCGAAGGTGGGACTGGCGATTAGGACGAAGTCGT 
AACAAGGTAGCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219878227|ref|NR_025366.1| Actinomyces canis strain CCUG 41706 16S 
TCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGACCGCTTGGGCGCTTTGCGTTTGG 
GTTGGTTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTCGGGATAACGTTCGGAAA 
CGGATGCTAATACCGGGTATTTACCTCNNNTCGCATGGTGTGGGGTGGAAAGGTTTTTTCTGGTGGGGGA 
TGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAACCGGCCTGA 
GAGGGTGACCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTT 
GCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCGCTCATGGTCAAGGCTAGTTTTTGTTCTAGTTGAGGGTAGTGGGTAAAGAAGCGCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGC 
GGCTTGTCGCGTCTGCCGTGAAAACCCACAGCTTAACTGTGGGCTTGCGGTGGGTACGGGCTGGCTTGAG 
TGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGC 
GAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCGCCCTTGGTTTCTGCGCCGTAGCTAA 
CGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGCG 
ACACTGCAGAGATGTGGTGGCCTTCGGGGTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCACGTTATGGTGGGGAC 
TCGTGGGGGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATGCTGTGAGGCGGAGCGAATCCCTTA 
AAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCAGA 
TCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAA 
CACCCGAAGCCCATGGCCTAACCGTTTT 


ribosomal RNA, partial sequence 


>gi|219878226|ref|NR_025365.1| Corynebacterium auriscanis strain CCUG 39784 16S ribosomal RNA, partial 


sequence 

GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTGCTTGCAGGGTACTCGAGTGGC 
GAACGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATAC 
CGGATAGGACCGGCCTTTAGTGTGGTTGGTGGAAAGTTTTGTCGGTACGAGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACAT 


TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCTAGGGAAGAAGCCA 
CGTGTGGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTAGTGAAAGCC 
CGGGGCTTAACTCCGGGTCTGCTGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACT 
GACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTG 
GGCGCTAGGTGTGGGGGTTTTTCACGACTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACGGGATCGGCGTAGAGATACGTTTTCCCTT 
GTGGCTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTATGGTGGGGACTCGCGAGAGACTGCCGGGGTTAAC 
TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATG 
GTCGGTACAGTGGGTTGCGATACCGTGAGGTGGAGCTAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGA 
GTCTGCAACTCGACTCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTAAACT 
TGTTAGG 


>gi|219878225|ref|NR_025364.1| Actinomyces urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
sequence 
AGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCTCCAAGCTTGCTGGGGTGGA 
TGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTCTGGATAACTGCTTGAAAGGGTA 
GCTAATACGGGATATTCTGGCCTGCTCGCATGGGTGGGTTTGGAAAGGTTTTTTCTGGTGGGGGATGGGC 
TCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGG 
TGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTAAACCTCTTTCGCC 
AGTGAAGCAGGCCATCTTCTTTGTGGGGTGGTTGACGGTAGCTGGATAAGAAGCGCCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCG 
GCTGGTCGCGTCTGTCGTGAAATCCCCTGGCTTAACTGGGGGCTTGCGGTGGGTACGGGCCGGCTTGAGT 
GCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCG 
AAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGGGCTCTTTCCGGGGTTTCCGCGCCGTAGCTA 
ACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGAGCG 
TCTGCCTCAGAGATGGGGTTTCCTCCTTGTGGGGCGCTTTCACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCACGTTGTGGT 
GGGGACTCGCGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATGTCGTGAGGCGGAGCGAAT 
CCCTTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTTGGAGTCGCTAGTAAT 
CGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGT 
CGGCAACACCCGAAGCCCGTGGC 


>gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa strain EDIV 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGATCCTTCGGGGTCTAGTGGCGCACGGG 
TGCGTAACGCGTGGGAATCTGCCTTGGGGTTCGGAATAACTCCCCGAAAGGGGTGCTAATACCGGATGAT 
GTCGAAAGACCAAAGATTTATCGCCCTGAGATGAGCCCGCGTAGGATTAGCTAGTTGGTGTGGTAAAGGC 
GCACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGA 
GTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGAAGATAATGACTGTACCGGGAGAATAAGCC 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTA 
AAGCGCACGTAGGCGGCTTTGTAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAGA 
CTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGA 
AGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTGGTGCTTGG 
GTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTG 
ACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTT 
GACATGGTAGGACGACTTCCAGAGATGGATTTCTTCCCTTCGGGGACCTACACACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGACTTTAGTTACCA 
TCATTAAGTTGGGTACTTTAAAGTAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCAAGTACAGTGGGCAGCAATCCCGCGAGG 
GTGAGCTAATCTCCAAAACTTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCAGCAATGAGAGGCAGGCGACCACGGTGGGCTT 
AGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219878223|ref|NR_025362.1| Arthrobacter luteolus strain CF-25 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACTTCTGTGCTTGCAC 
AGAATGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTTCGGGATAAGCCTGGGA 
AACTGGGTCTAATACCGGATACGACCACCTGGCGCATGCCATGGTGGTGGAAAGCTTTATGCGGTTTTGG 
ATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCG 


CGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCG 
TCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGG 
AGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTC 
TCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
TGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGT 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAAGGCCTGGA 
AACAGGTCCCCCACTTGTGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTT 
CACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGT 
CTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAA 
GCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAAC 
AAGGTAGCCGTACCGGAAGGTGCGGCTGG 


>gi|219878222|ref|NR_025361.1| Arthrobacter albus strain CF-43 16S ribosomal RNA, partial sequence 


CCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTGGTGCTTGCA 
CTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTTCGGGATAAGCCCGG 
GAAACTGGGTCTAATACTGGATATGACTCCTTACCGCATGGTGGGGGGTGGAAAGATTTATCGGTTGGGG 
ATGGACTCGCGGCCTATCAGTTTGTTGGTGGGGTAATGGCCTACCAAGACGACGACGGGTAGCCGGCCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCAGTAGGGAAGCAGCCCCTTTTTGGGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTGTGCAGTGGGTACGGGCAGGATAGAGTGCA 
GTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG 
GCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGATCG 
GCGCAGAGATGTGTTTTCCTTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACT 
CATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCT 
TGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCG 
TAACAAGGTAGCCGTACCGGAAGGTGCGGCT 


>gi|219878221|ref|NR_025360.1| Vagococcus fessus strain m2661/98/1 16S 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTCCGAAAGATGCTTGCATCTTTCAT 
ATGAGAAGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTTAGCGGGGGATAACATTTGGAA 
ACAGATGCTAATACCGCATAATTGGTTTTGCCGCATGGCAGAACTATGAAAGACGCTTTACGGTGTCACT 
AAAGGATGGACCCGCGCTGCATTAGTTAGTTGGTGAGGTAATGGCTCACCAAGACCGTGATGCATAGCCG 
ACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGG 
AATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAA 
ACTCTGTTGTTAGAGAAGAACAAGTGGGAGAGTAACTGTTCCCACCTTGACGGTATCTAACCAGAAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA 
AAGCGAGCGCAGGCGGTTCTTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAA 
CTGGAGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGA 
GGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTC 
AGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCT 
TGACATCCTTTGACCATTCTGGAGACAGAACTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCAT 
CATTAAGTTGGGCACTCTAGCGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTCGCAAGGTCGCGAGGC 
CAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATC 
GCTAGTAATCGCGGATCAGAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACC 


ribosomal RNA, partial sequence 


>gi|219878220|ref|NR_025359.1| Pasteurella skyensis strain 95Al 16S ribosomal RNA, complete sequence 


AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGA 
GAAAAGCTTGCTTTTCTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTTATGGAGG 
GGGATAACTACGGGAAACTGCAGCTAATACCGCGTAAAATCGAAAGATTAAAGTATGGGATCTTCGGACC 
ATATGCCATAAGATGAGCCCAAGTGAGATTAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCTGACGATCT 
CTAGCTGGTTTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCTTTCGGG 
TTGTAAAGTTCTTTCAGCGATGAGGAAGGGTATATATCTAATAGGTATGTACATTGACGTTAGTCGCAGA 
AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACT 
GGGCGTAAAGGGCACGCAGGCGGTTGTCTAAGTCAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCA 


TTTGAGACTGGGCGACTAGAGTCCTCTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAG 
ATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGAGAGAGACTGACGCTGAGGTGCGAAAGCGTGGG 
TAGCAAACAGGATTAGATACCCTGGTAGTTCCACGCTGTAAACGATGTCAATTTGGGGGTTGGGTTTTGA 
ACCTGGCGCCCGTAGCTAACGCGATAAATTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCT 
ACTCTTGACATCCATAGAAGAAAGCAGAGATGCTTTTGTGCCTTCGGGAACTATGAGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTT 
GCTAGCAGGTAATGCTGAGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGACGACGTC 
AAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCTGCGAGCTA 
GCGATAGTGAGCGAATCTCAGAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGT 
CGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTATG 
ATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGAACCTGCGGCTGGAACACCTCC 


>gi|219878219|ref|NR_025358.1| Thiobacillus denitrificans strain NCIMB 
sequence 
CCTGGCTCAGATTGAACGCTGGCGGAATGCTTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCAC 
CTGGTGGCGAGTGGCGAACGGGTGAGTAATGCGTCGGAACGTACCGAGTAATGGGGGATAACGCGGCGAA 
AGTCGCGCTAATACCGCATACGCCCTGAGGGGGAAAGTGGGGGATCGCAAGACCTCACGTTATTCGAGCG 
CCCGACGTCTGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCAGTAGCGGGTCTGAGAG 
GATGATCCGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGA 
CAATGGGCGAAAGCCTGATCCAGCCATTCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCA 
GCTGGAACGAAACGGTACGCGCTAACATCGTGTGCTAATGACGGTACCAGCAGAAGAAGCACCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCG 
CAGGCGGATTATTAAGCAAGACGTGAAATCCCCGGGCTTAACCTGGGAATGGCGTTTTGAACTGGTAGTC 
TAGAGTGCGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCA 
ATGGCGAAGGCAGCCCCCTGGGATGACACTGACGCTCATGTACGAAAGCGTGGGTAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGGGAGTGAAATCCCTTAGTAACGAA 
GCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTC 
CAGAACCCTGCAGAGATGCGGGGGTGCCCGAAAGGGAATTGGAACACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACGCAAGGG 
CACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAT 
GGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCC 
AGAAAGCCGATCGTAGTCCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTCGGAATCGCTAGTAATCGC 
GGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGAA 
TCTGGCAGAAGTAGGTAGCCTAACCGCAAGGGGGGCGCTTACCACGCGGGGTTTCATGACTGGGGTGAAG 
TCGTAACAAGGTACCCGTAGGGGAACCTGCGGCTGGATCA 


9548 16S ribosomal RNA, partial 


>gi|219878218|ref|NR_025357.1| Alcaligenes faecalis subsp. parafaecalis strain G 16S ribosomal RNA, 


partial sequence 
GAACGGCAGCACGAGAGAGCTTGCTCTCTTGGTGGCGAGTGGCGGACGGGTGAGTAATATATCGGAACGT 
GCCCAGTAGCGGGGGATAACTACTCGAAAGAGTGGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGG 
GATTCTTCGGAACCTCTCACTATTGGAGCGGCCGATATCGGATTAGCTAGTTGGTGGGGTAAAGGCTCAC 
CAAGGCAACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATCCCGCGTGTATGA 
TGAAGGCCTTCGGGTTGTAAAGTACTTTTGGCAGAGAAGAAAAGGTACCTCCTAATACGAGGTACTGCTG 
ACGGTATCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGT 
TAATCGGAATTACTGGGCGTAAAGCGTGTGTAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGGGCTCA 
ACCTTGGAACTGCATTTTTAACTGCCGAGCTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAG 
TGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATACTGACGCTCAGA 
CACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCT 
GTTGGGGCCGTTAGGCTTAGTAGCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCG 
AAAAACCTTACCTACCCTTGACATGTCTGGAATGCCGAAGAGATTTGGCAGTGCTCGCAAGARAACCGGA 
ACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGTCATTAGTTGCTACGCAAGAGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTC 
GCCAACCCGCGAGGGGGAGCCAATCTCAGAAACCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTG 
CGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACC 
ACGGTGGGATTCAT 


>gi|219878217|ref|NR_025356.1| Thiocapsa litoralis strain BM5 16S ribosomal RNA, partial sequence 


TGGCTCAGATTGAACGCTGGCGGCATGCCTAAAACATGCAAGTCGAACGCAAAAGTCCTTTGGGGCGAGT 
AGAGTGGCGGACGGGTGAGTAATGCATGGGAATCCACCTCGACGTGGGGGATAACCCGGGGAAACCCGGG 
CTAATACCGCATACGACCTACGGGTGAAAGGGGGCTTCGGCTCTCGCGTCGAGACGAGCTCATGTCCGAT 
TAGCTGGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCACC 
TGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAAGCC 
TCGGGGCGAATACCCTCGGGGGTTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTGCAAGCTTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCAACGTAA 
GTTAGATGTGAAAGCCCCGGGCTCAACCCGGGAACGGCATTTTAGACTGCGTCGCTCGAGTTCTGAGTAG 


GGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGACGAAGGCGGCC 
CCCTGGCTCAAGACTGACGCTGAGGTCGAAACCGTGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGTCGACTAGCCGTGGGTCCATTTAAGGGCTTCGTGGCGCACTAACGCGATAAGTCGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGNCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCTCGGAATCCTGCAGAGATGC 
GGGAGTGCTTCGGGAGCCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGACGTGAGATGTTGGGT 
TAAGTCCCGTCACGAGCGCAACCCTTGCCCTTAGTTGCCAGCGCGTCATGGCGGGAACTCTAAGGGGACT 
GCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTATTATTGGCCCTTATGGGCTGGGCTACACA 
CGTGCTACAATGGCCGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCCAATCTCAGAAAACCGGTCGTA 
GTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGGAGNTTGTGCACCAGAAGCAGG 
TAGCTTAACTTCGGGAGGNGCGCABHGCCGGTGTGGTCAATGAC 


>gi|219878216|ref|NR_025355.1| Thermicanus aegyptius strain ET-5b 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGGACGGTTTAGAAGTGAGAGGCTT 
GCCTCTCGCTTTTAGACAGTGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCGTAATACCGGGATAA 
CCTGGGGAAACCGAGGCTAAGCCCGGATAGGCTCCTTTTCCGCATGGGAGAGGAGGGAAAGGGTGCGACC 
CGATTACGGAGGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGCGTA 
GCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGAGACGGCCCAGACTCCTACGGGAGGCAGCAGT 
AGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAGTGAGGAAGGCCTTCGGGTTG 
TAAAACTCTGTTGTTTGGGAAGAAGGGAAAGGGTAGGCCCCTTAGGTGACGGTACCAAACGAGAAAGCCC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAA 
AGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCGCGGCTTAACCGCGGAAGGTCATTGGAAAC 
TGGGGGACTTGAGGC TAGGAGAGGGAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAG 
GAATACCGATGGCGAAAGCAGCTTTCTGGCCTAGAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTGAGGGGTTTCAAGGCCCTTC 
GTGCCGCAGTACACACAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGTCTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTT 
GACATCCCTCTGACGGGAGTAGAGATACTTCGTCCCTTCGGGGCAGAGGAGACCAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGAGCTTAGTTGCCAG 
CATTCAGTTGGGCACTCTAGGCTGACTGCCGCAGACGAAGCGGAAGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGAAGCGAAGGAACGATCC 
GGAACGGAACCCAAAAAGCCGGTCCTAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGAGAGTCCGAAACACCCGAAGTCG 


>gi|219878215|ref|NR_025354.1| Azospirillum doebereinerae strain GSF71 16S ribosomal RNA, partial 
sequence 
CAGGCCTAACACATGCAAGTCGAACGGTGCCTTCGGGCACAGTGGCGCACGGGTGAGTAACACGTGGGAA 
TCTGCCTTTCGGTTCGGAATAACGTTTGGAAACGAACGCTAACACCGGATACGCCCTTCGGGGGAAAGTT 
CACGCCGAGAGAGGAGCCCGCGTCCGATTAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCGACGATCGG 
TAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGT 
TGTAAAGCTCTTTCGCACGTGACGATGATGACGGTAACGTGAGAAGAAGCCCCGGCTAACTTCGTGCCAG 
CAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCT 
GTTTAGTCGGAAGTGAAAGCCCCGGGCTCAACCTGGGAATTGCTTTCGATACTGGCAGGCTTGAGTTCCG 
GAGAGGATGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGG 
CGGCCATCTGGACGGACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGAATGCTAGACGTCGGGGTGCATGCACTTCGGTGTCGCCGCTAACGCATTA 
AGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATGTCCACTACCGGTCT 
CAGAGATGGGACTTTCGGTTCGGCCGGGTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTGCCATCATTCAGTTGGGCACTCT 
GGTGGAACTGCCGGTGACAAGCCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTTG 
GGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGAAGCCGCGAGGTGGAGCCAATCCCCAAAAG 
CCGTCTCAGTTCGGATCGCACTCTGCAACTCGAGTGCGTGAAGTTGGAATCGCTAGTAATCGCGGATCAG 
CACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACWCCGCCC 


>gi|219878214|ref|NR_025353.1| Herbaspirillum frisingense strain GSF30 16S ribosomal RNA, partial 
sequence 
TGCCTTACACATGCAAGTCGAACGGCAGCATAGGAGCTTGCTCCTGATGGCGAGTGGCGAACGGGTGAGT 
AATATATCGGAACGTGCCCTAGAGTGGGGGATAACTAGTCGAAAGACTAGCTAATACCGCATACGATCTA 
CGGATGAAAGTGGGGGATCGCAAGACCTCATGCTCCTGGAGCGGCCGATATCTGATTAGCTAGTTGGTGG 
GGTAAAAGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAAT 
GCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTTCTGGATAATA 
CCTGGAGCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGTCAGATGTGAA 
ATCCCCGGGCTCAACCTGGGAATTGCATTTGAGACTGCACGGCTAGAGTGTGTCAGAGGGGGGTAGAATT 
CCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAAC 
ACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG 
ATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGA 
GTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAA 


TTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGATGGAATCCCGAAGAGATTTGGGAGTGCTC 
GAAAGAGAGCCATCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACC 
GGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGT 
ACATACAGAGGGCCGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAGTGTATCGTAGTCCGGATTGGAGT 
CTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCC 
CGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTGGGTAGCCTAACCGTAA 
GGAGGGCGCTCACCACGGTAGGATTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAA 


>gi|219878213|ref|NR_025352.1| Clostridium akagii strain CK58 16S ribosomal RNA, partial sequence 


GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAACCTTCGG 
GTTTCTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGTGGGGGATAGCCTTTCGAAAG 
GAAGATTAATACCGCATAACATTATAGCTTCGCATGGAGCCATAATTAAAGGAGTAATCCGCTTTGAGAT 
GGACCCGCGGCGCATTAGCTAGTTGGAGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAG 
AGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAACTCTGT 
CTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGATGTGTAGGCGGATATTTAAGTGAGATG 
TGAAATCCCCGGGCTTAACCTGGGGGCTGCATTTCAAACTGGGTATCTAGAGTGCAGGAGAGGAAAGCGG 
AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACATCAGTGGCGAAGGCGGCTTTCTGGAC 
TGTAACTGACGCTGAGACATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAGTACTAGGTGTAGGAGGTATCGACTCCTTCTGTGCCGTCGTTAACACAATAAGTACTCCGCC 
TGGGAAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCTGTAATAAGGGAA 
GCCCTTCGGGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTATTATTAGTTGCTACCATTAAGTTGAGCACTCTAGTGAGACTGCCCGGG 
TTAACCGGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTA 
CAATGGTGAGAACAACGAGATGCAATACCGCGAGGTGGAGCCAAACTTCAAATCTCATCTCAGTTCGGAT 
TGTAGGCTGAAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCTGGTAATACCCGAAGTCCGTGAGGTAA 
CCTTTATTGGAGCCAGCGGCCGAAGGTAGGATCGGTGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGG 
AGAACCTGTGGCTGGATCACCT 


>gi|219878212|ref|NR_025351.1| Marinibacillus marinus strain 581 16S ribosomal RNA, partial sequence 


CCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTTAGAGAAGCTTGCTT 
CTCTAACTTAGCGGCGGACGGGTGAGTAACACGTGGGCAATCTGCCCGTAAGACTGGGATAACTCCGGGA 
AACCGGGGCTAATACCGGATAATCCTGACTCTCTCCTGAGAGTCAGTTGAAAGATGGTTTCGGCTATCAC 
TTACGGATGAGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAA 
AACTCTGTTGTTAGGGAAGAACACGTACGAGAGTAACTGCTCGTACCTTGACGGTACCTAACCAGAAAGC 
CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGT 
AAAGCGCGCGCAGGTGGTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAA 
ACTGGGGAACTTGAGTGCAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGG 
AGGAACACCAGTGGCGAAGGCGACTTTCTGGCCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGGTTTCCGCCCCT 
CAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCCATTGCCCGGTCTAGAGATAGACTTTTCCCTTCGGGGACAATGGTGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGC 
CAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAAT 
CATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGATACAAAGGGCAGCGAGACCGCGA 
GGTGGAGCCAATCCCATAAAATCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGA 
ATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCATTTGGAGCCAGCCGCCTAAGGTGGGACCG 
ATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGAT 


>gi|219878211|ref|NR_025350.1| Desulfobacula phenolica strain PhOl 16S 
GCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGGGATTGCTTGCAATCCT 
GAGTAGAGTGGCGCACGGGTGAGTAACACGTAGATAATCTACCTTCAAGCCCGGGATAACTGCCCGAAAG 
GACAGCTAATACCGGATGAAGTTGGTTCACACAAGTGAATTAATGAAAGATTGCCTCTTCTTGAAAGCAA 
TTGTTTGGAGATGAGTTTGCGGACCATTAGTTTGTTGGTGGGGTAAAGGCCTACCAAGACTGCGATGGTT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGGTACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGAGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCCTTGGGTC 
GTAAAGCTCTGTCGACAGGGAAGAAATTATAATCATCCAATAGGTGGTTGTATTGACGGTACCTGTAGAG 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCGGAATTATTG 
GGCGTAAAGGGCGCGTAGGCGGTCTTGTCGGTCAGATGTGAAAGCCCAGGGCTCAACCCTGGACGTGCAT 
TTGAAACAGCAAGACTTGAGTACGGGAGAGGAAAGCGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATA 
TCAGGAGGAACACCGATGGCGAAGGCAGCTTTCTGGACCGATACTGACGCTGAGGCGCGAAGGCGTGGGT 
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGTGCACTAGGTGTGGCGGATATTAAA 
ATCTGCTGTGCCCAAGCTAACGCATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACC 
TGGGTTTGACATCCTGTGAATGTTTAAGAGATTAGACAGTGCCTTCGGGAGCACAGAGACAGGTGCTGCA 


ribosomal RNA, partial sequence 


TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGCAACCCTTATCGTTAGT 
TGCCAGCACATAATGGTGGGAACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGCGGGGATGACGT 
CAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTAAATACAGAGGGCAGCAAACC 
GGCAACGGTAAGCGAATCCCTAAAGTTTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGT 
TGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATATGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGAGAGTTGATTATACCCGACGTCGTTGGGCTAACTATTTATAGAAGCAGGCGCCTAAGGTA 
TGTTTGATAATTGGGGTGAAGTCGTAACAAGGTAGCCG 


>gi|219878210|ref|NR_025349.1| Desulfomicrobium macestii strain M-9 16S ribosomal RNA, partial sequence 


TCCTGGCTCAGAATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGAGAAAGGGGCTTCGGCCC 
TGAGTAGAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTTGGATTTGGGATAACTCTGCGAAA 
GTGGAGCTAATACCGGATAGTCTGGCTTTAAATAAGAAGTCGGTAAAGGATGCCTCTGCATATGCATTCG 
TCCGAGGATGAGCCCGCGTCTCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACGATGAGTAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGAACTGAAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGTGTGAGGGATGAAGGCTTTCGGGTCGTA 
AACCTCTGTCGGAAGGGAAGAACGGGCATTGGTCTAATAGGCCTTTGTTTTGACGGTACCTTTAAAGGAA 
GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTACTGGGC 
GTAAAGCGCACGTAGGTGGCCTTGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTTG 
AAACTGCAGGGCTTGAATCCTGGAGAGGGTGGCGGAATTCCTGGTGTAGGAGTGAAATCCGTAGATATCA 
GGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTATTGACGCTGAGGTGCGAAAGTGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGGATACTAGGTGTCGGGGACTTGATCTTC 
GGTGCCGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGAAATT 
GACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCT 
TGACATCCTGGGAATCCTGCAGAGATGCGGGAGTGCCCTTCGGGGAATCCAGAGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTCAGTTGCC 
AGCACATAATGGTGGGCACTCTGTGGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGTGGGTACAAAGGGCTGCGAAACCGCG 
AGGTCGAGCGAATCTCAAAAAACCCATCATAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGG 
AATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCACGAAAGTCGGTTCTACCCGAAGTCGCCGGACTAACCCTTGGGAGGTAGGCGCCTACGGTAGGGCT 
GGTAATTGGGGTGAAGTCGTAACAAGGTAGCCG 


>gi|219878209|ref|NR_025348.1| Desulfobacterium anilini strain Anil 16S ribosomal RNA, partial sequence 


ATCCTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAGAAAGTTCCGGCTTCG 
GCTGGAAGAGTAAAGTGGCGCACGGGTGAGTAACCCGTGGGTAACCTCCCTTTGAATCTGGGATAACCGC 
CGGAAAGGCGGGCTAATACCGGATATCGTCCCTTTGACTTTGGTCATTGTGATGAAAGGTGACCTCTTCA 
TGAAAGTTGCCGTTTAAGGAGGGGCCCGCGTACCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCC 
GCGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGGAACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGAGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGC 
CTTCGGGTCGTAAAGCTCTGTCAAGTGGGAAAAAATCTTCATCGTAAACAGCGCTGAAGACTGATGGTAC 
CACTAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCTAGCGTTGTTCGG 
AATTACTGGGCGTAAAGGGCGTGTAGGCGGTTTGGCAAGTCAGGCGTGAAAGCCCAGGGCTCAACCCTGG 
AAGTGCGTGTGAAACTGCCATTCTGGAGTATGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATT 
CGTAGATATTGGGAGGAACACCCGTGGCGAAGGCGACTCTCTGGACCAATACTGACGCTGAGACGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAGGTGTAGCGG 
GTATTGACCCCTGCTGTGCCGTAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGCTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGA 
ACCTTACCTGGGTTTGACATCCTTTGACCGCCATGGAAACATGGTTTTCCCGACTCTGTCGGGACAGAGT 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTCTTTAGTTGCCAGTATTAAGTTAGGCACTCTAAAGAGACTGCCTCGGTTAACGAGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCTTTATACCCAGGGCTACACACGTGCTACAATGGGCTGTACAAAG 
GGTCGCTATCCCGCGAGGGGGAGCTAATCCCAAAAAGCAGTTCTCAGTTCGGATTGGAGTCTGCAACTCG 
ACTTCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCACGAAAGTCGATTGTACCAGAAGTTGCTGGGCTAACCCTTCGGGGAGGCAG 
GTACCTAAGGTACGGTGGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGA 


>gi|219878208|ref|NR_025347.1| Arcanobacterium haemolyticum strain CIP 
sequence 

CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGGCTCCTGCTTGCGGGGGTTGGATTA 
GTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCCTTTCTCTTGGGATAAGCCTTGGAAACGAGGTC 
TAATACTAGATATTCTGCTTCTGCCGCATGGTGGGGGTTGGAAAGGTTTTTTCTGGTGGGGGATGGGCTC 
ACGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTG 
ACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGACGGAAGTCTGATGCAGCGAACGCCGCGTGGGGGATGAAGGCTTTCGGGTTGTAAACTCCTTTTAACA 
CTGAACAAGGCGAAAGTTGAGGGTAGGTGTTGAATAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGC 
TGTGAAAGACCGGGGCTTAACTCCGGGGCTGCAGTGGGTACGGGCAGGCTAGAGTGCGGTAGGGGTAATT 
GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCNATGGCGAAGGCAGGTTACTGG 
GCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCG 
TAAACGTTGGGCACTAGGTGTGGGGCCTTTTCCATGGGTTCTGTACCGTAGCTAACGCATTAAGTGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGGATTATGCAGAGATGT 
GTGAGTCTTCGGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 


103370 16S ribosomal RNA, partial 


GTCCCGCAACGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTATGGTGGGGACTCACGAGAGACTGCC 
GGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCAT 
GCTACAATGGCTGGTACAGAGGGTTGCGAGCTTGTGAGGGTGAGCGAATCCCTTAAAGCCAGTCTCAGTT 
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCCGT 
GGCCTAACTCGTTTGAGGGGGAGCGGACGAAGGTGGGATTAGCCATTGGGACGAAGTCGTAACAAGGTAG 
CCGTACCGGAAGG 


>gi|219878207|ref|NR_025346.1| Chondromyces robustus strain Cm al3 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGAGCGAACGTTAGCGGCGCGCTTAACACATGCAAGTCGAGCGAGAAAGGGCTTCGCC 
CCCGGTAAAGCGGCGCACGGGTGAGTAACACGTAGGTAATCTGCCTTCCGGTGGTGGATAACGTTCCGAA 
AGGAACGCTAATACAGCATGAGACCACGGTGTCGAGAGACGCAGAGGTCAAAGCGGGCCAATGAAATCAA 
GCTCGCACCGGAAGATGAGCCTGCGGCCCATCAGCTAGTTGGTAGGGTAATGGCCTACCAAGCCGAAGAC 
GGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATCTTGCTCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGTGATGAAGGCCTTCG 
GGTTGTAAAGCTCTGTGGAGAGGGACGAATAAGTGCTGGCTAATATCCAGCGCGATGACGGTACCTCTTT 
AGCAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAAGACAGAGGGTGCAAACGTTGTTCGGAATTAC 
TGGGCGTAAAGCGCGTGTAGGCGGCTCTGCAAGTCGGGTGTGAAAGCCCTGGGCTCAACCCAGGAAGTGC 
ACTCGAAACTGCAGAGCTTGAGTCCCGGAGAGGAAGGCGGAATTCTCGGTGTAGAGGTGAAATTCGTAGA 
TATCGAGAGGAACACCGGTGGCGAAGGCGGCCTTCTGGACGGCGACTGACGCTGAGACGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGCAAACGATGGGGTCTAGGTGCTGCGGGCTTTG 
ACCCCTGCGGTGCCGTAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTCAATTCGACGCAACGCGCAGAACCTTA 
CCTGGGC TAGAAAACGCAAGAACCTGGTCGAAAGGTCGGGGTGCTCTTCGGAGAACTTGCGGTTAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGT 
TAGTTGCCAGCGGTTCGGCCGGGCACTCTAGCGAGACTGCCGATATTGAAATCGGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGTCCTTATGTCCAGGGCTACACACGTGCTACAATGGTCGGTACAAACGGTTGCG 
AACTCGCGAGGGGGAGCCATTCCGAAAAAACCGACCTCAGTACGGATAAGAGTCTGCAACTCGACTCTTT 
GAAGTTGGTATCGCTAGTAATCGCTGATCAGCAGGCAGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTCGATTGCTCCAGAAGTGGCTGCGCCAACCCGCAAGGGAGGTAGGCCCCCA 
AGGAGTGGTCGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGGTGGATCACC 


>gi|219878206|ref|NR_025345.1| Chondromyces lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
CCTGGCTCAGAACGAACGTTATCGGCGCGCTTAACACATGCAAGTCGAGCGAGAAAGGGCTTCGCCCCCG 
GTAAAAGCGGCGCACGGGTGAGTAACACGTAGGTAATCTCCCTTCCGGTGGTGGATAACGTTCCGAAAGG 
AACGCTAATACAGCATAAGACCACGCTTTCGAGAGAGAGAGAGGTCAAAGCGGGCCAATGAAATCAAGCT 
CGCACCGGGAGATGAGCCTGCGGCCCATCAGCTTGTTGGTAGGGTAATGGCCTACCAAGGCGAAGACGGG 
TAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGTGATGAAGGCCTTCGGGT 
TGTAAAGCTCTGTGGAGAGGGACGAATAAGTACTGGCTAATATCCAGTGCGATGACGGTACCTCTTTAGC 
AAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAAGACAGAGGGTGCAAACGTTGTTCGGAATTACTGG 
GCGTAAAGCGCGTGTAGGCGGCTCTGCAAGTCGGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATT 
CGAAACTGCAGAGCTTGAGTCCCGGAGAGGAAGGCGGAATTCTCGGTGTAGAGGTGAAATTCGTAGATAT 
CGAGAGGAACACCGGTGGCGAAGGCGGCCTTCTGGACGGCGACTGACGCTGAGACGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGCTGCGGGCTTTGACC 
CCTGCGGTGCCGTAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTCAATTCGACGCAACGCGCAGAACCTTACCT 
GGGCTAGAAAACGCAGGAACCTGGTCGAAAGGTCGGGGTGCTCTTCGGAGAACCTGCGGTTAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTTAG 
TTGCCAGCGGTTCGGCCGGGTACTCTAGCGAGACTGCCGATATTGAAATCGGAGGAAGGTGGGGATGACG 
TCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTCGGTACAAACGGTTGCGAAC 
TCGCGAGGGGGAGCCATTCCGAAAAAACCGACCTCAGTACGGATAAGAGTCTGCAACTCGACTCTTTGAA 
GTTGGAATCGCTAGTAATCGCTGATCAGCAGGCAGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTCGATTGCTCCAGAAGTGGCTGCGCCAACCCGCAAGGGAGGTAGGCCCCCAAGG 
AGTGGTCGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGGTGGATCACC 


>gi|219878205|ref|NR_025344.1| Chondromyces apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 
CCTGGCTCAGAGCGAACGTTAGCGGCGCGCTTAACACATGCAAGTCGAGCGAGAAAGGGCTTCGCCCCCG 
GTAAAGCGGCGCACGGGTGAGTAACACGTAGGTAATCTGCCTTCCGGTGGTGGATAACGTTCCGAAAGGA 
ACGCTAATACAGCATGAGACCACGGTGTCGAGAGACGCAGAGGTCAAAGCGGGCCAATGAAATCAAGCTC 
GCACCGGAAGATGAGCCTGCGGCCCATCAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGAAGACGGGT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGTGATGAAGGCCTTCGGGTT 
GTAAAGCTCTGTGGAGAGGGACGAATAAGTGCTGGCTAATATCCAGCGCGATGACGGTACCTCTTTAGCA 
AGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAAGACAGAGGGTGCAAACGTTGTTCGGAATTACTGGG 
CGTAAAGCGCGTGTAGGCGGCTCTGCAAGTCGGGTGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCACTC 
GAAACTGCAGAGCTTGAGTCCCGGAGAGGAAGGCGGAATTCTCGGTGTAGAGGTGAAATTCGTAGATATC 
GAGAGGAACACCGGTGGCGAAGGCGGCCTTCTGGACGGCGACTGACGCTGAGACGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGCTGCGGGCTTTGACCC 
CTGCGGTGCCGTAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTCAATTCGACGCAACGCGCAGAACCTTACCTG 
GGCTAGAAAACGCAAGAACCTGGTCGAAAGGTCGGGGTGCTCTTCGGAGAACTTGCGGTTAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGTTAGT 


TGCCAGCGGTTCGGCCGGGCACTCTAGCGAGACTGCCGATATTGAAATCGGAGGAAGGTGGGGATGACGT 
CAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTCGGTACAAACGGTTGCGAACT 
CGCGAGGGGGAGCCAATCCGAAAAAACCGACCTCAGTACGGATAAGAGTCTGCAACTCGACTCTTTGAAG 
TTGGAATCGCTAGTAATCGCTGATCAGCAGGCAGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTCGATTGCTCCAGAAGTGGCTGCGCCAACCCGCAAGGGAGGCAGGCCCCCAAGGA 
GTGGTCGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGGTGGATCACC 


>gi|219878204|ref|NR_025343.1| Cystobacter ferrugineus strain Cb fel8 16S ribosomal RNA, complete 
sequence 
TTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGCGAATGGAGCAATC 
CTAGTAGAGCGGCGCACGGGTGCGTAACACGTGGATAATCTGCCTGGGTGTCTGGGATAACCAGTCGAAA 
GATTGGCTAATACCGGATAAGCCCCCGGGAGCTTCGGCTCTTGAGGGAAAAGGTGGCCTCTGTATACAAG 
CTATCACATCCAGATGAGTCCGCGGCCCATCAGCTAGTTGGCGGGGTAATGGCCCACCAAGGCAACGACG 
GGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGTGTGATGAAGGTCTTTGG 
ATTGTAAAGCACTTTCGACCGGGACGAAAACCCCTGGGCTAATACTCCAGGGCTTGACGGTACCGGGAGA 
AGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTGTTCGGAATTATT 
GGGCGTAAAGCGCGTGTAGGCGGCTTTGCAAGTCGGATGTGAAAGCCCTCGGCTCAACCGAGGAAGTGCG 
TTCGAAACTGCAGAGCTTGAGTGCCGGAGAGGGTGGCGGAATTCCCCAAGTAGAGGTGAAATTCGTAGAT 
ATGGGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACGGTCACTGACGCTGAGACGCGAAAGCGTGGG 
TAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAGGTGTCGTGGGTGTTGA 
CCCCCGCGGTGCCGTAGCTAACGCATTAAGTTCTCCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTAC 
CTGGTCTTGACATCCTCGGAATGCCTCAGAGATGAGGCGGTGCCCGCAAGGGAACCGAGAGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTT 
AGTTGCCGCGCAAGCGGATCTCTAGAGGGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAA 
GTCCTCATGGCCTTTATGACCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGCGTTGCCAACTCGC 
GAGAGGGAGCTAATCGCATAAAACCGGTCTCAGTTCAGATTGGAGTCTGCAACTCGACTCCATGAAGGCG 
GAATCGCTAGTAATCGCAGATCAGCACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTCGATTGCTCCAGAAGTCATCTCACCAAGAGGTGCCCAAGGAGTGGTCGGTAACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219878203|ref|NR_025342.1| Tatumella ptyseos strain DSM 5000 16S ribosomal RNA, partial sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGGAGCTTGCTCCTTGGGTGACGAGTGGCG 
GACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCG 
CATAATGTCGCAAGACCAAAGCGGGGGACCTTCGGGCCTCGCACCATCGGATGTGCCCAGATGGGATTAG 
CTTGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACT 
GGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT 
GATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGCAG 
TCGTGTTAATAGCACGATTGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAG 
TCGGATGTGAAATCCCCGGGCTCAACCCGGGAACTGCATTCGAAACTGGCAGACTAGAGTCTTCTAGAGG 
GGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCC 
CCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGTCGACTTGGAGGCTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAGTCG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTGCCAGAGAT 
GGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGA 
CTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACA 
CACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCG 
TAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCT 
ACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTA 
GATAGCTTAACCTTCGGGAGGGCGTTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTA 
ACCGTAGGGG 


>gi|219878202|ref|NR_025341.1| Serratia proteamaculans strain DSM 4543 16S ribosomal RNA, partial 
sequence 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGAGAGCTTGCTC 
TCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGG 
AAACGGTAGCTAATACCGCATAACGTCTTCGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCATCAGAT 
GTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAG 
AGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTT 
CAGCGAGGAGGAAGGGTTCAGTGTTAATAGCACTGTGCATTGACGTTACTCGCAGAAGAAGCACCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCA 
CGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAA 
GCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATAC 
CGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGG 
AGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCC 
ACAGAATTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGC 


TCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAAT 
GGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGC 
CCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGAACTCGCGAGAGCCAGCG 
GACCTCATAAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGT 
AATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGG 
GTGAAGTCGTAACAAGGTAACCGTAGGGGAAC 


>gi|219878201|ref|NR_025340.1| Serratia grimesii strain DSM 30063 16S ribosomal RNA, partial sequence 
TCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGAGAGCTTGCTCTCTG 
GGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAAC 
GGTAGCTAATACCGCATAACGTCTTCGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCATCAGATGTGC 
CCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGA 
TGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGC 
GAGGAGGAAGGGTTCAGTGTTAATAGCACTGTGCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCA 
GGCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTA 
GAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT 
GGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCT 
AACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAG 
AATTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGCGTAATGGCG 
GGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTT 
ACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGAACTCGCGAGAGCAAGCGGACC 
TCATAAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATC 
GTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGG 
GTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGA 
AGTCGTAACAAGGTAACCGTAGGGG 


>gi|219878200|ref|NR_025339.1| Serratia fonticola strain DSM 4576 16S ribosomal RNA, partial sequence 
TCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAAGGAGCTTGCTCCTGGG 
TGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGG 
TAGCTAATACCGCATAACGTCTTCGGACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGTGCCC 
AGATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATG 
ACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGA 
GGAGGAAGGGTTCTGTGTTAATAGCACCGTTCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGG 
CGGTTTGTTAAGTCAGATGTGAAATCCCCGAGCTTAACTTGGGAACTGCATTTGAAACTGGCAAGCTAGA 
GTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG 
CGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAA 
CGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAA 
CTTTCCAGAGATGGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGG 
AACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGAACTCGCGAGAGCAAGCGGACCTC 
ATAAAGTATGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGT 
AGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT 
TGCAAAAGAAGTTAGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAG 
TCCTAACAAGGTAACCGTAG 


>gi|219878199|ref|NR_025338.1| Serratia entomophila strain DSM 12358 16S ribosomal RNA, partial sequence 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACGGGGGAGCTTGC 
TCCCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACT 
GGAAACGGTAGCTAATACCGCATAACGTCTTCGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCATCAG 
ATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTG 
AGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACT 
TTCAGCGAGGAGGAAGGGTAATGTCTTAATACGGCATTCGATTGACGTTACTCGCAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGC 
AAGCTAGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAAT 
ACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCC 
GGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTC 


GGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGAGCTCGCGAGAGTAAGC 
GGACCTCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAG 
TAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGG 
GGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATC 


>gi|219878198|ref|NR_025337.1| Rahnella aquatilis strain DSM 4594 16S ribosomal RNA, partial sequence 
TAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGCTTGCTACTTTGCCGGCGAGCGGCGGACGGGTGAGT 
AATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATGACCTCGA 
AAGAGCAAAGTGGGGGATNTTCGGACCTCACGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGA 
GGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGAC 
ACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCAT 
GCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGCATCACACTTAATA 
CGTGTGGTGATTGACGTTACTCTCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGG 
AGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAA 
ATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATT 
CCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAG 
ACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACG 
ATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGG 
AGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACGGAATTCGCCAGAGATGGCTTAGTGCC 
TTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGAGTAATGTCGGGAACTCAAAGGAGACTGCCGGTGA 
TAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTAC 
AATGGCATATACAAAGAGAAGCGAACTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGAT 
TGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAA 
CCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGG 
AAC 


>gi|219878197|ref|NR_025336.1| Proteus vulgaris strain DSM 30118 16S ribosomal RNA, partial sequence 
GATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGGAAAGCTTGCTTTCTTGCT 
GACGAGCGGCGGACGGGTGAGTAATGTATGGGGATCTGCCCGATAGAGGGGGATAACTACTGGAAACGGT 
AGCTAATACCGCATGACGTCTACGGACCAAAGCAGGGGCTCTTCGGACCTTGCGCTATCGGATGAACCCA 
TATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCTCTAGCTGGTCTGAGAGGATGA 
TCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTAGGGTTGTAAAGTACTTTCAGCGGG 
GAGGAAGGTGTTAAGATTAATACTCTTAGCAATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGC 
GGTCAATTAAGTCAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATCTGAAACTGGTTGGCTAGAG 
TCTTGTAGAGGGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGC 
GAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAAC 
GCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAT 
CCTTTAGAGATAGAGGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTT 
GTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGA 
ACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
AGTAGGGCTACACACGTGCTACAATGGCAGATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGAACTCA 
TAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTA 
GATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGT 
CCTAACAAGGTAACCGTAGGGGAAC 


>gi|219878196|ref|NR_025335.1| Pragia fontium strain DSM 5563 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGAAAGTAGCTTGCTACTTTGCCGGCGAG 
CGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTGGCTAA 
TACCGCGTAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTCGCCATCAGATGTGCCCAGATGGG 
ATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAA 
ACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGCGGGGAGGAA 
GGGTAGGTACTTAATACGTGCTTACATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTG 
TTAAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTAAAACTGGCAAGCTAGAGTCTTGT 
AGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAAGAATACCGGTGGCGAAGGC 
GGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTA 
AGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCA 
GAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCAAGTCATGTTGGGAACTCAA 
AGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGG 


GCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCTAACTCGCGAGAGCATGCGGACCTCATAAAGT 
ACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAG 
AATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAA 
GAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAAC 
AAGGTAACCGTAGGG 


>gi|219878195|ref|NR_025334.1| Obesumbacterium proteus strain 42 16S ribosomal RNA, partial sequence 
CGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAAGAGAGCTTGCTCTCTGGGTGACGAGC 
GGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAAT 
ACCGCATGATGTCTTCGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCATCAGATGTGCCCAGATGGGA 
TTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGCCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAG 
GCATTGTGGTTAATAACCACAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGAT 
TAAGTCAGATGTGAAATCCCCGAGCTTAACTTGGGAACTGCATTTGAAACTGGTCAGCTAGAGTCTTGTA 
GAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCG 
GCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAA 
GTCGACCGCCTGGGGAGTACGGCCGCAAGGT TAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTTGCCAG 
AGATGCCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAA 
GGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGG 
CTACACACGTGCTACAATGGCATATACAAAGAGAAGCGAACTCGCGAGAGCAAGCGGACCTCATAAAGTA 
TGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGA 
ATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAG 
AAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACA 
AGGTAACCGTAGGGGAACCT 


>gi|219878194|ref|NR_025333.1| Leminorella grimontii strain 81H-380. 16S ribosomal RNA, partial sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCGGGAAGTAGCTTGCTACTTTGCCGGCGAGTGGCG 
GACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCG 
CATGACGTCTTCGGACCAAAGAGGGGGACCTTAGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAG 
CTAGTAGGCGGGGTAATGGCCCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCT 
GATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGGGT 
TGTATTTAATACATGCAATCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGATTAAG 
TTAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTAAAACTGGTCAGCTAGAGTCTTGTAGAGG 
GGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCC 
CCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAATCG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGAT 
GCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGA 
CTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACA 
CACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTACGTCG 
TAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTA 
GGTAGCTTAACCTTCGGGGGGGCGCTTACCACTTTGTGATCCATGACTGGGGTGAAGTCGTAACAAGGTA 
ACCGTAGGGGAA 


>gi|219878193|ref|NR_025332.1| Budvicia aquatica strain Eb 13/82 16S ribosomal RNA, partial sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGAAAGTAGCTTGCTACTTTGCCGGCGAGCGGCG 
GACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCG 
CGTAACGTCGAAAGACCAAAGCGGGGGACCTTCGGGCCTCGCGCCATCAGATGAACCCAGATGGGATTAG 
CTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCTCTAACTGGTCTGAGAGGATGACCAGTCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT 
GATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGCGT 
TGTAGTTAATAGCTGCAAGCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAG 
TCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGG 
GGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCC 
CCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCTGTAAACGATGTCGATTTGGAGGTTGTGGGCATGACCCGTGGCTTCCGGAGCTAACGCGTTAAATCG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTTAGCAGAGAT 
GCTTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGAGTAATGTCGGGAACTCAAAGGAG 
ACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTAC 
ACACGTGCTACAATGGCGCATACAAAGTGAAGCGAACTCGCGAGAGTAAGCGGACCACATAAAGTGCGTC 


GTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGC 
TACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGT 
AGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGT 
AACCGTAGGGG 


>gi|219878192|ref|NR_025331.1| Buttiauxella izardii strain S3/2-161 16S ribosomal RNA, partial sequence 
GCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGGAGCTTGCTCCTG 
GGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAAC 
GGTAGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGC 
CCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGA 
TGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGC 
GAGGAGGAAGGCATTGTGGTTAATAACCACAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCA 
GGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTA 
GAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT 
GGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCT 
AACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACGG 
AATTTGGCAGAGATGCCTTAGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGG 
GAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCT 
CATAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCG 
TAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGG 
TTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAA 
GTCGTAACAAGGTAACCGTAGGGGAACC 


>gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae strain S1/1-984 16S ribosomal RNA, partial sequence 
TCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGGAGCTTGTTCCTGGG 
TGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGG 
TAGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCC 
AGATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATG 
ACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGA 
GGAGGAAGGCATTGTGGTTAATAACCGCAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGG 
CGGTTTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAAGCTAGA 
GTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG 
CGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAA 
CGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAA 
TTCGGCAGAGATGCCTTAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGA 
ACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
AGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCA 
TAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTA 
GATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGT 
CGTAACAAGGTAACCGTAGGGGAAC 


>gi|219878190|ref|NR_025329.1| Buttiauxella ferragutiae strain DSM 9390 16S ribosomal RNA, partial 
sequence 
CAGATTGAACGCGGGCGCCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGGAGCTTGCTCCTGGGT 
GACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGT 
AGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCA 
GATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGA 
CCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAG 
GAGGAAGGCATTGTGGTTAATAACCGCAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGC 
GGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAG 
TCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGC 
GAAAGGCGGCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAAC 
GCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAAT 
TCGGCAGAGATACCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTT 
GTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAA 
CTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCAT 


AAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAG 
ATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTC 
GTAACAAGGTAACCGTAGGGGAACCTGCGGCTGG 


>gi|219878189|ref|NR_025328.1| Buttiauxella brennerae strain S1/6-571 16S ribosomal RNA, partial sequence 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGGAGCTTGCTCC 
TGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAA 
ACGGTAGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGT 
GCCCAGATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAG 
GATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCA 
GCGAGGAGGAAGGCATTGTGGTTAATAACCACAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACG 
CAGGCGGTTTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAAGC 
TAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCG 
GTGGCGAAGGGCGGCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAG 
CTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAG 
AGAATTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCC 
GGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCT 
TACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGAC 
CTCATAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAAT 
CGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGT TGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTG 
AAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGG 


>gi|219878188|ref|NR_025327.1| Planctomyces maris strain 534-30 16S ribosomal RNA, partial sequence 
CTCAGAATGAACGTTGGCGGCGTGGATTAGGCATGCAAGTCGGACGAGAAGTTTCCTTCGGGAAATGGAA 
AGTGGCAAACGGGGTAGTAAGGCGTAGGTGACGTACCCTCAGGTTCGGGATAGCCACGGGAAACCGTGAT 
TAATACCGAATGATCTCTCTTTGTATGGTGCATTGAGAGCAAAGGTGTGATTCCGCCAGAGGAGCGGCTT 
ACGTGATATTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTTAGATGTCTAGGGGGTGTGAGAGCATG 
GCCCCCACCACTGGGACTGAGACACTGCCCAGACACCTACGGGTGGCTGCAGTCGAGAATCTTCGGCAAT 
GGACGCAAGTCTGACCGAGCGACGCCGCGTGCGGGATGAAGGCCCTTGGGTTGTAAACCGCTGTCAGAGG 
GGATGAAATGCAGAAGGGTTATCCCTTTTGTTTGACAGAGCCTCAGAGGAAGCACGGGCTAAGTACGTGC 
CAGCAGCCGCGGTAACACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGG 
TTTAGTAAGTAGGGTGTGAAATGCCAGGGCTCAACCTTGGCACGGCGCTCTAAACTGCTAAACTTGAGTG 
AGATAGGGGTGTACGGAACTTCCGGTGGAGCGGTGAAATGCGTTGATATCGGAAGGAACACCGGTGGCGA 
AAGCGGTACACTGGGTCTTAACTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGGATTAGATACCCC 
GGTAGTCCTAGCCGTAAACGATGAGTACTAGTTGGGAGGAGCTTCGGCTCATCCGGACGTAGCGAAAGCA 
TTAAGTACTCCGCCTGGGGAGTATGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCTCACACAAG 
CGGTGGAGCATGTGGCTTAATTCGAGGCAACGCGAAGAACCATATCCTGGATTTGACATGCTTGTATTAG 
CTCTGTGAAAGCAGAGTGACGCCTTCGGGTGGAACTTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTCGCGTTAAGTCGCTGAACGAGCGAAACCCCTATCCTTAGTTGCCAGCACGTCATGGTGG 
GGACTCTAAGGAGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCTTTA 
TGTCCAGGGCTGCACACGTGCTACAATGCGGCGTACAAAGGGAAGCAAAATCGCGAGATCAAGCAAATCC 
CAAAAAGCGTCGCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAATCGCTAGTAATCG 
CAGGTCAGCTATACTGCGGTGAATATGTTCCTGAGCCTTGTACACACCGCCCGTCAAGCCACGAAAGCGG 
GGGGCGTCCAAAGTCGCTGAGCTAACCCTTCGGGGAGGCAGGCGCCTAAGATGAACTCCGTGATTGGGAC 
TAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219878187|ref|NR_025326.1| Hyphomonas jannaschiana strain ATCC 33883 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGACATAGTGGCAGACGGGTGAGTAACGCGT 
GGGAACGTACCTTTCGCTACGGAATAGCTCTTGGAAACGAGTGGTAATACCGTATACGCCCTTCGGGGGA 
AAGATTTATCGGCGAAAGATCGGCCCGCGTTAGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTA 
CGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGAATGATGAAGGCC 
TTAGGGTTGTAAAATTCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAGCCCCGGCTAACTTC 
GTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAG 
GCGGACTTTTAAGTCAGATGTGAAATCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGAAGTCTGG 
AGTTCAGGAGAGGTTAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTCGGTGGAACACCAGTG 
GCGAAGGCGGCTAACTGGACTGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACACCGTAAACGATGACAGCTAGTTGTTGGCAGGCATGCCTGTCGGTGACGCAGCTAA 
CGCATTAAGCTGTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACATCCCGATCG 
CGGTTTCCAGAGATGGATTCCTTCAGTTAGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCATCACGTTTGGG 
TGGGCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTACGGGTAGGGCTACACACGTGCTACAATGGCAGTGACAATGGGATAATCCCAAAAAGCTGTCTCAGTT 
CAGATTGTCCTCTGCAACTCGAGGGCATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGT 


GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAATTGGCTCTACCCGAAGACGCTGT 
GCTAACTTCGGAGGCAGGCGGCCACGGTAGGGTCAGTGACTGGGATGAAGTCGTAACAAGGTAGCCGTAG 
GGGAACCTGC 


>gi|219878186|ref|NR_025325.1| Hyphomonas polymorpha strain DSM 2665 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGATATAGTGGCAGACGGGTGAGTAACGCGT 
GGGAACGTACCTTTCACTACGGAATAGCTCTGGGAAACTGGTGGTAATACCGTATACGCCCTTAGGGGGA 
AAGATTTATCGGTGAAAGATCGGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAATGGCTCACAAAGGCGA 
CGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGAATGATGAAGGCC 
TTAGGGTTGTAAAATTCTTTCGTCAGGGATGATAATGACCGTACCTGAAGAAGAAGCCCCGGCTAACTTC 
GTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAG 
GCGGACTTTTAAGTCAGGTGTGAAATCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGAAGTCTGG 
AGATCAGGAGAGGTTAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTCGGTGGAACACCAGTG 
GCGAAGGCGGCTAACTGGACTGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACACCGTAAACGATGAGAGCTAGTTGTTGGCAGGCATGCCTGTCGGTGACGCAGTTAA 
CACATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACATGTCCAGTA 
TGGTTTCCAGAGATGGATTCCTTCAGTTCGGCTGGCTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCATCACGTTTGGG 
TGGGCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTACGGGTAGGGCTACACACGTGCTACAATGGCAGTGACAATGGGATAATCCCAAAAAGCTGTCTCAGTT 
CGGATTGTCGTCTGCAACTCGACGGCATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAATTGGTTCTACCCGAAGACGGTGA 
GCTAACTTCGGAGGCAGCCGGCCACGGTAGGATCAGTAACTGGGATGAAGTCGTAACAAGGTAACCGTAG 
GGGAACCTGC 


>gi|219878185|ref|NR_025324.1| Caulobacter leidyia strain ATCC 15260 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTCTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACTCGCCGAAAGGCGTGCTAATACCGGATGATGT 
CGTAAGACCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAAGATTAGCTAGTTGGTGAGGTAAAGGCTC 
ACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCTTTGTAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAGACT 
GCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTGGTGCTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGA 
CATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATC 
ATTTAGTTGGGGACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAAACTCGCGAGAGT 
GCGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTAGCG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219878184|ref|NR_025323.1| Maricaulis parjimensis strain MCS 25 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCCCTTCGGGGGAGTGGCAGACGGGTGAG 
TAACGCGTGGGAACATACCTTTCGGTTCGGAATAGCCCCGGGAAACTGGGTGTAATACCGGATACGTCCT 
TAGGGAGAAAGATTTATCGCCGAAAGATTGGCCCGCGTTAGATTAGGTAGTTGGTGGGGTAAAAGCCTAC 
CAAGCCTACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGAGGAATCTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAATGA 
TGAAGGCCTTAGGGTTGTAAAATTCTTTCAGCAGGGAAGATAATGACGGTACCTGCAGAAGAAGCCCCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCTCGTAGGCGGATTGGTCAGTCAGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGC 
CAGTCTTGAGTTCGGGAGAGGTGAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTCGGTGGAA 
CACCAGAGGCGAAGGCGGCTCACTGGACCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGTTGTCTGGCAGCATGCTGTTAGGTGAC 
GCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACAT 
ACCAATCGCGATTTCCGGAGACGGATTTCTTCAGTTCGGCTGGATTGGATACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCGTTAGTTGCCAGCA 
GGTTTGGCTGGGCACTCTAACGGGACCGCCGGTGTCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGTGACAGAGAGCTAATCTCAAAAAACTG 
TCTCAGTTCGGATTGTCTTCTGCAACTCGAAGGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCAT 
GCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTATTACCCGAC 
GACGCTGCGCTAACCTTCGGGAGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAG 
GTAGCCGTAGGGGAACCTGC 


>gi|219878183|ref|NR_025322.1| Maricaulis salignorans strain MCS 18 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCACTTCGGTGGGAGCGGCAGACGGGTG 
AGTAACGCGTGGGAACGTACCTTTTGGTTCGGAATAGCCCTGGGAAACTGGGTGTAATACCGAATGTGCC 
CTTCGGGGGAAAGATTTATCGCCAAAAGATCGGCCCGCGTTAGATTAGCTTGTTGGTGAGGTAATGGCTC 
ACCAAGGCTACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGAGGAATCTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAAT 
GATGAAGGCCTTAGGGTTGTAAAATTCTTTCAGCAGGGAAGATAATGACGGTACCTGCAGAAGAAGCCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCTCGTAGGCGGATTGATAAGTCAGAGGTGAAAGCCCAGGGCTCAACCTTGGAATTGCCTTTGAAACT 
GTCAGTCTTGAGTTCAGGAGAGGTGAGCGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACCAGAGGCGAAGGCGGCTCACTGGACTGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGAGAGCTAGTTGTCAGCAAGCATGCTTGTTGGTG 
ACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACCCTTGAC 
ATACCGATCGCGGATCGCAGAGATGCTTTCCTTCAGTTAGGCTGGATCGGATACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCACTAGTTGCCAG 
CAGGTTTGGCTGGGCACTCTAGTGGGACCGCCGGTGTCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTACGGGTAGGGC TACACACGTGCTACAATGGCAGTGACAGAGAGCTAATCTCTAAAAAC 
TGTCTCAGTTCGGATTGTCTTCTGCAACTCGAAGGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGC 
ATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCG 
AAGATTGTGCGCTAACCGCAAGGAAGCAGCAAGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACCTGC 


>gi|219878182|ref|NR_025321.1| Maricaulis washingtonensis strain MCS06 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCACTTCGGTGGGAGCGGCAGACGGGTG 
AGTAACGCGTGGGAACGTACCTTTTGGTTCGGAATAGCCCCGGGAAACTGGGTGTAATACCGAATGTGCC 
CTTCGGGGGAAAGATTTATCGCCAAAAGATCGGCCCGCGTTAGATTAGCTTGTTGGTGAGGTAATGGCTC 
ACCAAGGCTACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGAGGAATCTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAAT 
GATGAAGGCCTTAGGGTTGTAAAATTCTTTCAGCAGGGAAGATAATGACGGTACCTGCAGAAGAAGCCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCTCGTAGGCGGATTGATAAGTCAGAGGTGAAAGCCCAGGGCTCAACCTTGGAATTGCCTTTGAAACT 
GTCAGTCTTGAGTTCAGGAGAGGTGAGCGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACCAGAGGCGAAGGCGGCTCACTGGACTGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGAGAGCTAGTTGTCAGCAAGCATGCTTGTTGGTG 
ACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACCCTTGAC 
ATACCGATCGCGGATCGCAGAGATGCTTTCCTTCAGTTAGGCTGGATCGGATACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCACTAGTTGCCAG 
CAGGTTTGGCTGGGCACTCTAGTGGGACCGCCGGTGTCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTACGGGTAGGGC TACACACGTGCTACAATGGCAGTGACAGAGAGCTAATCTCTAAAAAC 
TGTCTCAGTTCGGATTGTCTTCTGCAACTCGAAGGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGC 
ATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCG 
AAGATTGTGCGCTAACCGCAAGGAAGCAGCAAGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACCTGC 


>gi|219878181|ref|NR_025320.1| Caulobacter fusiformis strain ATCC 15257 16S ribosomal RNA, partial 
sequence 
AGCGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGACCCTTCGGGGTTAGTGGCGGACGGGTG 
AGTAACACGTGGGAACGTGCCTTTTGGTTCGGAACAACTCAGGGAAACTTGAGCTAATACCGAATGTGCC 
CTTCGGGGGAAAGATTTATCGCCATTAGAGCGGCCCGCGTCTGATTAGCTTGTTGGTGAGGTAATGGCTC 
ACCAAGGCTACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGAAT 
GATGAAGGTCTTAGGATTGTAAAATTCTTTCACCGGGGACGATAATGACGGTACCCGGAGAAGAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAA 
GGGAGCGTAGGCGGATAGTTCAGTCAGAGGTGAAAGCCCAGGGCTCAACCTTGGAACTGCCTTTGATACT 
GGCTATCTTGAGTTTGGGAGAGGTATGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACATACTGGCCCAATACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGTTGTCGGCATGCATGCATGTCGGTG 
ACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCACCTTTTGAC 
ATGCCTGGACCGCTGCAGAGATGCAGCTTTCCCTTCGGGGACTAGGACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCTGTTAGTTGCCACCATT 
TAGTTGGGCACTCTAACAGGACTGCCGGAGTTAATCCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATG 
GCCCTTACAAGGTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGCTGCAAGCCAGCGATGGTGAG 
CCAATCCCAAAAAGTCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTCGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTTGGCTTTACCCGAAGGCGGTGCGCTAACCAGCAATGGAGGCAGCCGACCACGGTAGGGTCAGCGACT 
GGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219878180|ref|NR_025319.1| Caulobacter henricii strain ATCC 15253 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGATCCTTCGGGATTAGTGGCGGACGGGTG 


AGTAACACGTGGGAACGTGCCTTTTGGTTCGGAACAACTCAGGGAAACTTGAGCTAATACCGGATAAGCC 
CTTCGGGGGAAAGATTTATCGCCATTAGAGCGGCCCGCGTAGGATTAGCTAGTTGGTGGGGTAAAGGCTC 
ACCAAGGCTACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGAAT 
GATGAAGGTCTTAGGATTGTAAAATTCTTTCACCGGGGACGATAATGACGGTACCCGGAGAAGAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAA 
GGGAGCGTAGGCGGATAGTTTAGTCAGAGGTGAAAGCCCAGGGCTCAACCTTGGAATTGCCTTTGATACT 
GGCTATCTTGAGTACGGAAGAGGTATGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACATACTGGTCCGTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGTTGTCGGCATGCATGCATGTCGGTG 
ACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCACCTTTTGAC 
ATGCCCGGACCGCCACAGAGATGTGGTTTTCCCTTCGGGGACTGGGACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCTATTAGTTGCCATCAGG 
TTTGGCTGGGCACTCTAATAGGACCGCCGGTGGTAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTACAAGGTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGCTGCAATCCCGCGAGGGGG 
AGCCAATCCCTAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTTGGCTCTACCCGAAGGCGCTGCGCTAACCGCAAGGGGGCAGGCGACCACGGTAGGGTCAGCGACT 
GGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219878179|ref|NR_025318.1| Isochromatium buderi strain DSM 176 16S 
ACATGCAAGTCGAACGCGAAAGGGCTTCGGCCTGAGTATAGTGTCGGACGGGTGAGTAAGGCCTVGGAAT 
CTGGCCCTTCCAGTGGGGRATAACCCGGGGAAACTCGGRCTAATACCGCATACGATCTACGGGRAGAWAG 
GGTGCTTTCGGGCACCCGTTGCAGGATAAGCCCACGTCCGATTAGCTAGTTGGTAGGGTAAGGCCTACCA 
AGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAG 
AAGGCCTGCGGGTTGTAAAGCACTTTCAGCGAGGAAGAAGGGTTGTGGGTGAATAGCCCATAATCTTGAC 
GTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTA 
ATCGGAGTCACTGGGCGTAAAGCGCACGTAGGCGGCGAAGTCAGTCTGATGTGAAAGCCCTGGGCTTAAC 
CTGGGAATGGCATTGGATACTGCTTGGCTCGAGTGTGAAAGAGGGGGGTGGAATTCCAGGTGTAGCGGTG 
AAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGGTTCAACACTGACGCTGAGGTG 
CGAAGATCTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTAGCCGT 
NNNNTCCATTTAAGGBTTAGTGGCGCATATACGCGATATGTCGACCGCCTGGGGAGTACGCGCGCAAGTA 
TATAACTCAAAGGAATTGACGCGGGCCCGCACACGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGA 
AGAACCTTACCAGCCCTTGACAATCGAGAGAATCCTGCAGAGATGCGGGGAGTGCCTTTCGGGCCTTTGA 
AGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAA 
CCCTTGTCCTTAGTTGCCAGCGGTTCGGCCSGGGAACTCTAAGGAGACGTCCCGTGATAAACCGGAGGAA 
GGTGGGGATGACCGTCAAGTCATCATGGCCCTTATGGGCTGGGC TACACACGTGCTACAATGGTGGGTAC 
AGAGGGTTGCAAACCCGCGAGGGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATTGCAGTCTGCAAC 
TCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGC 
GTTTACCACGGTGTGATCAATGACTGGGGTGATGTCGTAACAAGGTATCC 


ribosomal RNA, 


complete sequence 


>gi|219878178|ref|NR_025317.1| Aeromonas popoffii strain LMG 317541 16S ribosomal RNA, partial sequence 


AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGA 
AAGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGGATCTGCCCAGTCGAGG 
GGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCC 
TTTCGCGATTGGATGAACCCAGGTGGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCC 
CTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGG 
TTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTGTTGGCTAATACCCAGCAACTGTGACGTTACTCGCAGA 
AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCA 
TTTAAAACTGTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAG 
ATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGA 
GACGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TGGCCTTGACATGTCTGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATCAGAACACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGT 
TGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGT 
CAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCT 
AGCGATAGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAG 
TCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACAC 


>gi|219878177|ref|NR_025316.1| Pectobacterium carotovorum subsp. odoriferum strain LMG 17566 16S 


ribosomal RNA, partial sequence 

TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAAGAGAGCTTGCTC 
TCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGG 
AAACGGTAGCTAATACCGCATAACCTCGCAAGAGCAAAGAGGGGGACCTTCGGGCCTCTCGCCATCAGAT 
GTGCCCAGATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAG 


AGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTT 
CAGCGAGGAGGAAGGCAGTCRTGTTAATARCACGGYTGATTGACGTTACTCGCAGAAGAAGCACCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCA 
CGCAGGCGGTCTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTCAAAACTGACAG 
GCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATAC 
CGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGG 
AGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCC 
AGAGAATTAGCTAGAGATAGCTGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGG 
TCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGG 
ACCTCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTA 
ATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTA 


>gi|219878176|ref|NR_025315.1| Chromatium okenii strain DSM 169 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTATGCCTAACACATGCAAGTCGAACGTCAAAGGTC 
TTCGGATTGAGTAGCGTGGCGGACGGGTGAGTAAAGCGTGGGAATCTGCCTTGCAGTGGGGGATAACCCG 
GGGAAACTCGGGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGCTTTGGCTCTCGTTGCAAGATGAG 
CCCACGTCCGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCGGTCGCTGGTCTGAGAGG 
ATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGGGAAACCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAG 
TGGGAAAGAAAACCTGGTGGTTAATACCCATCGGCTTTGACGTTACTCACAAAAGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGT 
AGGCGGCGCCGTCAGTCCGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTGGATACTGCGGCGCT 
AGAATGTGAAAGAGGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAG 
TGGCGAAGGCGGCTCCCTGGTTCAACATTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCGGTAAACGATGTCGACTAGCCGTTGGGTCCATTTAAGGGCTTAGTGGCGCAG 
CTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCAGCCCTTGACATCCTC 
GGAATCTTGCAGAGATGTGAGAGTGCCTTCGGGAACCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTCAAGG 
CGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCC 
TTATGGGCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGCGTCGCGACCCCGCGAGGGTGAGCCAA 
TCGCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAA 
TCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 


>gi|219878175|ref|NR_025314.1| Corynebacterium variabile strain DSM 20132 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTGCTTGCAGGGTACTCGAGT 
GGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAA 
TACCGGATAGGACCATCGTTTAGTGTCGGTGGTGGAAAGTTTTTCGGTGCAGGATGAGCTCGCGGCCTAT 
CAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCAC 
ATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATTGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACTCCTTTCAACCATGACGAAG 
CATTATGTGACGGTAGTGGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTC 
CGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACT 
GACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTG 
GGCGCTAGGTGTGGGGGTCTTCCACGACTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATGCCGGATCGRCGCAGAGATGCGTTTTCCCTT 
GTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTATGGTGGGGACTCGCGAGAGACTGCCGGGGTTAAC 
TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATG 
GTCGGTACAGTGGGTTGCTACACCGTGAGGTGGTGCTAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGA 
GTCTGCAACTCGACTCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCCAAACT 
CGTTAGGGAGCTGTCGAAGGTGGGATCGGCGATTGG 


>gi|219878174|ref|NR_025313.1| Alicyclobacillus hesperidum strain FR-11 16S ribosomal RNA, partial 
sequence 

CTGGCGGCGTGCCTAATACATGCAAGTCGTGCGGACATCTTCGGATGTCAGCGGCGGACGGGTGAGTAAC 
ACGTGGGCAATCTGCCTTTCAGACCGGAATAACACTCGGAAACGGGTGCTAATGCCGGATAGGTCACGAG 
GAGGCATCTTCTTGTGAGGAAAGTTGCAAATGCAGCGCTGAGAGAGGAGCCCGCGGCGCATTAGCTAGTT 
GGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGA 
GCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTTGCTCGGGGAGAGCGATAAGGAGA 


GTGGAAAGCTCCTTAGGAGACGGTACCGAGTGAGGAAGCCCCGGCAAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGTTGTGTAAGTCTGG 
AGTGAAAGTCCATGGCTCAACCATGGGATGGCTTTGGAAACTGCATGACTTGAGTGCTGGAGAGGCAAGG 
GGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCAGTGGCGAAGGCGCCTTGCTGG 
ACAGTGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGAGTGCTAGGTGTTGGGGGGATACACCTCAGTGCCGAAGGAAACCCAATAAGCACTCCGCCT 
GGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGG 
TTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACCGGTGCAGAGATGTACCT 
TCCCTTCGGGGCAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGACCTGTGTTACCAGCACGTAGAGGTGGGGACTCACAGGTGACTGCCG 
GCGTAAGTCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGCTACACACGTGC 
TACAATGGGCGGTACAACGGGAAGCGAAGCCGCGAGGTGGAGCCAAACCCAGAAAGCCGTTCGTAGTTCG 
GATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGA 
ATCCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCGGCAACACCCGAAGTCGGTGAGG 
TAACCCTTAGGGGAGCCAGCCGCCGAAGGTGGGGCGGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGT 
ATCGGAAGGTGCGGC 


>gi|219878172|ref|NR_025311.1| Mycobacterium smegmatis strain ATCC 19420 16S ribosomal RNA, partial 
sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTTCGGGGGTACTCGAGTGGCGAACGGGTG 
AGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATACAC 
CCTGCTGGTCGCATGGCCTGGTAGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTG 
TTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGA 
CTGAGATACGGCCCAGACTNCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATG 
CAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACAGACGAAGCGCAAGTG 
ACGGTATGTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGT 
TGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTA 
ACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGG 
TGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGG 
AGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGNCGTAAACGGTGGGTACTAGGT 
GTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTANCCCGCCTGGGGAGTACGGNCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGNCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCTGT 
GTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAA 
GGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACA 
AAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAA 
CTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAG 
GGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGC 
TGGATCACCTCCTTTCT 


>gi|219878171|ref|NR_025310.1| Rothia nasimurium strain CCUG 35957 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGT 
GGCGAACGGGTGAGTAATACGTGAGTAACCTGCCTTTAACTCTGGGATAAGCCTTGGAAACGAGGTCTAA 
TACCGGATACGACCAGTTCCCGCATGGGATGCTGGTGGAAAGGGATATGTACTGGTTTTAGATGGGCTCA 
CGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGG 
GAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTG 
AAAGCCCGGGGCTTAACCCCGGGTTTGCAGTGGGTACGGGCTAACTAGAGTGCAGTAGGGGAGACTGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTGGGCTG 
TAACTGACGCTGAGAAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAA 
CGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACTGGACCGCTCTAGAGATAGAGTT 
TCCCTTCGGGGCTGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGGACTCATAGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGC 
TACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTTGAGCTAATCCCAAAAAGCCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGATGGC 
CTAACCCCTTGTGGGAGGGAGTCGTCGAAGGTGGGATTGGCGATTGGGACTAAGTCGTAACAAGGTAGCC 
GTACCGGAAGG 


>gi|219878170|ref|NR_025309.1| Corynebacterium simulans strain UCL553 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCAGCTTGCTGGGGTACTCGA 
GTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTTGCACTTCGGGATAAGCTTGGGAAACTGGGTCT 
AATACCGGATAGGACAGCTGTTTAGTGTCAGTTGTGGAAAGTTTTTTCGGTGCAAGATGAGCTCGCGGCC 
TATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGGACGGC 
CACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGG 
AAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACTCCTTTCGACAGGGACGA 


AGCTTTTGTGACGGTACCTGTATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATT 
CCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCTGACTTGAGTGCTGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACT 
GACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTG 
GGCGCTAGGTGTAGGGGGCTTCCACGTCTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATAGCGGATCGCTGCAGAGATGTAGTTTCCCTT 
TGTGGTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCTTATGTTGCCAGCATTTGGTTGGGGACTCATGAGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGT 
CGGTACAACGCGCAGCGACACTGTGAGGTGGAGCGAATCGCTGAAAGCCGGCCTTAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCTCAAACTCG 
TTAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219878169|ref|NR_025308.1| Virgibacillus proomii strain LMG 12370 16S ribosomal RNA, partial sequence 


GCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAAGCAGAACCCCTTCGGGGGTGACGCATGTGG 
AACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCG 
GGGCTAATACCGGATAATACGTTTTCTTGCATAAGGAGACGTTAAAAGGCGGCGCAAGCTGTCACTTACA 
GATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGACGATGCGTAGCCGACCT 
GAGAGGGTGATCGGCCACACTGGGACTGAGACACRGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATC 
TTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTC 
TGTTGTTAGGGAAGAACAAGTGCCGTTCAAATAGGGCGGCACCTTGACGGTACCTAACCAGAAAGCCCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
CGCGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGCCATTGGAAACTG 
GAGGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGA 
ACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGT 
GCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAAGAATTGAC 
GGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGA 
CATCCTCTGACGGCCCTAGAGATAGGGAGTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACRAGCGCAACCCTTGATCTTARTTGCCAGCAT 
TCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGCAGCGAAGCCGTGAGGCCAA 
GCAAATCCCACAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACG 
AGAGTTGGTAACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCGAAGGTGGGACCAATGATT 
GGGGTGAAGTCGTAACAAGGTASCCGTATCGGAAGG 


>gi|219878168|ref|NR_025307.1| Dolosicoccus paucivorans strain 2992-95 
sequence 
GACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGCGACTGTATCACCGCCTTCTTTGAAGGCA 
CCGATACATCGAGTGGCGAACGGGTGAGTAACACGTGGGAAACCTGCCCTTTAGTGGGGGATAACTGTCG 
GAAACGACCGCTAATACCGCATAAATCAATGATTCGCATGTTTCATTGACAAAGATGCTTATGGTATCGC 
TAAAGGATGGTCCCGCGGTGCATTAGCTAGTTGGTAGGATAAAAGCCTACCAAGGCGATGATGCGTAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCATCCGCAATGGGCGCAAGCCTGACGGTGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATCGTAA 
AGCACTGTTGTGAGAGAAGAACAGCGAGTAGAGTAACTGTTACTCGTTTGACGGTATCTCACCAGAAAGC 
CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT 
AAAGGGAGCGCAGGCGGTGATTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAAGGTCATTGGAA 
ACTGGGTCACTTGAGTACAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGG 
AGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTT 
CAGTGCTGGAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAAT 
TGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGCTC 
TTGACATCGGATGCATAGCTTAGAGATAAGTGAAATCCTTCGGGACATCCAGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCGTCAGTTGCCAG 
CATTCAGTTGGGGACTCTGGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGGGCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGAAGCAACGTCGCGAGAC 
CAAGCGGATCTCTTAAAGCCATTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCCGGAATC 
GCTAGTAATCGTGGATCAGAACGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACC 
ACGAGAGTTTGTAACACCCGAAGCCGGTGGCCTAACCTTTATGGAGGGAGCCGTCGAAGGTGGGACAGAT 
GATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219878167|ref|NR_025306.1| Pseudoxanthomonas broegbernensis strain 
sequence 

TTGATCMTGGCTCNNGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAGGAGAGC 
TTGCTCTCTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTGTCGTGGGGGATAAC 
GTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGTGGGGGACCTTCGGGCCTCACGCGA 
TTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGG 
TCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGCGCAACCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGC 


16S ribosomal RNA, partial 


B1616/1 16S ribosomal RNA, partial 


CCTTTTGTTGGGAAAGAAATCCTGTTGATTAATACTCAGCAGGGATGACGGTACCCAAAGAATAAGCACC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTHAA 
GCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGAAACT 
GGATCACTAGAGTGTGGTAGAGGGTGGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGG 
AACATCCGTGGCGAAGGCGGCCACCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTTCAACTTGGAACCCAG 
TATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCGACGCGAAGAACCTTACTGGTCTTGA 
AATCCAGGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAGCCGTGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCAC 
GTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTGGGGACAGAGGCTGCAATCCCGCGAGGGTG 
AGCCAATCCCAGAAACCCCATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGC 
TAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCAC 


>gi|219878166|ref|NR_025305.1| Stenotrophomonas nitritireducens strain L2 16S ribosomal RNA, partial 
sequence 
AGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAGGAGAGCTTGCTCTCTGGGTG 
GCGAGTGGCGGACGGGTGAGGAATGCATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTAC 
GCTAATACCGCATACGACCTACGGGTGAAAGCCGGGGACCTTCGGGCCTGGCGCGAAAGAATGAGCCGAT 
GCCCGATTAGCTAGTTGGCGGGGTAAGAGCCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGG 
GCGCAAGCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAA 
AGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGC 
CAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGG 
TTGTTTAAGTCTGTCGTGAAAGCCCTGGGCTCAACCTGGGAATTGCGATGGAAACTGGGCGACTAGAGTG 
TGGCAGAGGGTAGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACATCCGTGGCGA 
AGGCGACTGCCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACG 
CGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCGCGAACT 
TTCCAGAGATGGATTGGTGCCTTCGGGAACGCGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAA 
CTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGG 
CCAGGGCTACACACGTACTACAATGGTAGGGACANANGGCTGCAAGCGGGCGACGGTAAGCCAATCCCAG 
AAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAG 
ATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTT 
GCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGT 
CGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTC 


>gi|219878165|ref|NR_025304.1| Luteimonas mephitis strain B1953/27.1 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAAGGGAG 
CTTGCTCCCTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCCTGTCGTGGGGGATAA 
CCTCGGGAAACCGGGACTAATACCGCATACGACCTTCGGGTGAAAGTAGGGGATCGCAAGACCTTACGCG 
ATTGGATGRGCCGATGTCGGATTAGCTTGTTGGTGGGGTAAGAGCCCACCAAGGCGACGATCCGTAGCTG 
GTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGGACAATGGGCGCAACTGATCCAGCCATACCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGC 
TCTTTTGTTGGGAAAGAAATCCTGTCGGTTAATACCCGGTAGGGATGACGGTACCCAAAGAATAAGCACC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAMGCGTTACTCGGAATTACTGGGCGTAAA 
GCGTGCGTAGGTGGTTTGTTAAGTCTGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTGGATACT 
GGCAGGCTAGAGTGCGGTAGAGGGTAGTGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGG 
AACATCTGTGGCGAAGGCGACTGCCTGGACCAGCACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGAGCAATCTGGCTCTCAG 
TATCGAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAGACTGAAACTCAAAGGAGTTGACG 
GGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGAC 
ATGCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACG 
TAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCA 
TGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTCAGGACAGAGGGCTGCGAACCCGCGAGGGCA 
AGCCAATCCCAGAAACCTGATCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGC 
TAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATC 


>gi|219878161|ref|NR_025300.1| Prevotella albensis strain M384 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGAGGGGAAACGACA 
GAGAGTGCTTGCACACTTTGGGCGTCGACCGGCGAATGGGTGAGTAACGCGTATCCAACCTGCCCTTGAC 
AGAGGGATAGCCCAGTGAAAACTGAATTAATACCTCATGTCCTCCTCCGACGGCATCAGACGAGGAGTAA 
AGATTTATCGGTCAAGGATGGGGATGCGTCTGATTAGGTAGTAGGCGGGGTAACGGCCCACCTAGCCGAC 
GATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGTACTGAGACACGGACCAAACTCCTACGGGAG 
GCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGCCC 


TATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTTATCCACGTGTGGATATTTGCATGTACCCTATGA 
ATAAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATT 
GGGTTTAAAGGGAGCGTAGGCGGTATATTAAGCGTGTTGTGAAATGTAGGTGCTCAACATCTGACTTGCA 
GCGCGAACTGGTTTACTTGAGTACGCACAACGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGAT 
ATGACGAAGAACTCCGATTGCGAAGGCAGCTTACGGGAGCGCCACTGACGCTGAAGCTCGAAAGTGCGGG 
TATCGAACAGGATTAGATACCCTGGTAGTCCGCACGGTAAACGATGGATGCCCGCTCTGAGTCCTTTTGG 
ATTTGGGGCCAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGG 
GCTTGAATTGCAGGAGAACGATCCAGAGATGGTGAGGCCCTTCGGGGCTCCTGTGAAGGTGCTGCATGGT 
TGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTCTCCTTAGTTGCC 
ATCAGGTAATGCTGGGCACTCTGGGGACACTGCCACCGTAAGGTGTGAGGAAGGTGGGGATGACGTCAAA 
TCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGCGTGTACAGAGAGTTGGTGACATGCA 
AATGTCATCTAATCCTAAAAGCACGTCTCAGTTCGGACTGGGGTCTGCAACCCGACCCCACGAAGCTGGA 
TTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
AGCCATGAAAGCCGGGGGTGCCTGAAGTCCGTGACCGGAAGGATCGGCCTAGGGCAAAACTGGTAATTGG 
GGCTAAGTCGTAACAAGGTAGCCGT 


>gi|219878160|ref|NR_025299.1| Paenibacillus borealis strain KK19 16S ribosomal RNA, complete sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTTTGAA 
TGGAAGCTTGCTTCCATTCATGCTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCTCAAGAC 
TGGGATAACTACCGGAAACGGTAGCTAATACCGGATAATTTCTTTCCTCTCCTGAAGAGAGAATGAAAGG 
CGGAGCAATCTGYCACTTGGGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAG 
GCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAA 
GGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCCGGTAGAGTAACTGCTACCGGAGTGACGG 
TACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTC 
CGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCATTTAAGTCTGGTGTTTAAACCTTGGGCTCAACCT 
GAGGTCGCACTGGAAACTGGGTGACTTGAGTACAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAA 
TGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAG 
GGGTTTCGATACCCTTGGTGCCGAAGTTAACACAGTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACT 
GAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGTCTTGACATCCCTCTGAATCCGCTAGAGATAGCGGCGGCCTTCGGGACAGAGGAGAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGACTTTAGTTGCCAGCAGGTTARGCTGGGCACTCTAGAGTGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGG 
GAAGCGAAACCGCGAGGTGGAGCCAATCCCAGCAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCG 
CCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGT 
ACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGGAGCCAG 
CCGCCGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGA 


>gi|219878159|ref|NR_025298.1| Anaeroarcus burkinensis strain DSM 6283 16S ribosomal RNA, partial 
sequence 
GAAGAACGCTGGCGGTGTGCTTAACACATGCAAGTCGAACGGAGATTCAGCAATGGATCTTAGTGGCGAA 
CGGGTGAGTAACGCGTAGGCAATCTGCCTTCTAGATGGGGACAACATCCCGAAAGGGGTGCTAATACCGA 
ATGTTGTATGATTTTCGCATGGAGATGATACTAAAGGTGGCCTCTGAATATGCTACCGCTAGAAGATGAG 
CCTGCGTCTGATTAGCTAGTTGGAGGGGTAACGGCCCACCAAGGCTTCGATCAGTAGCCGGTCTGAGAGG 
ATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGC 
AATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTTTCGT 
TAGGGACGAACGTGCTCTTTGTGAATAATGAGGAGTAATGACGGTACCTAAATAAGAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGCGGGATATCAAGTCTGTCTTAAAAGTGCGAGGCTCAACCTCGTGAGGGGACAGAAACTGGTATTCT 
TGAGTGTCGGAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCAG 
TGGCGAAGGCGACTTTCTGGACGATGTCTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACGGGATTAGA 
TACCCCGGTAGTCCTAGCCGTAAACGATGGGTACTAGGTGTAGGGGGTATCGACCCCTCCTGTGCCGGAG 
TTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATTGAG 
TGAAAGGCCTAGAGATAGGTCCCTCCCTTCGGGGGACACAAAAACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCCAGCGAGTAAAG 
TCGGGAACTCATGGGAGACTGCCGTCGACAAGACGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCC 
CTTATGTCCTGGGCTACACACGTACTACAATGGCCGGTAACAGAGGGCAGCGAAGCCGCGAGGTGAAGCG 
AATCTCAAAAACCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGT 
AATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTTGGAGACACCCGAAGCCGGTGAGGTAACCGTAAGGAGCCAGCCGTCGAAGGTGGAGTCGATGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219878158|ref|NR_025297.1| Anaerosinus glycerini strain DSM 5192 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGTGTTTATTTATAAACACTTAGTGGCG 
AACGGGTGAGTAACGTGTAGACAACCTACCCTCTAGATGGGGACAACACCGCGAAAGTGGTGCTAATACC 
GAATGTTGTAATGTTATTGCATAATGATATTACTAAAGGTGGCCTCTATATAAAAGCTACCGCTAGAAGA 
TGGGTCTGCGTCTGATTAGCTAGTTGGTGAGATAACAGCTCACCAAGGCAATGATCAGTAGCCGGTCTGA 
GAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTT 
CCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTG 


TCTTCAAGGACGAATGTAGATATTGTGAATAATGATATTTAATGACGGTACTTGAGGAGGAAGCCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGG 
AGCGCAGGTGGGAATATCAGTCTGTCTTAAAAGTTCGGGGCTCAACCCCGTGATGGGATGGAAACTATAT 
TTCTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACA 
CCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCCAGGGTAGTGAACGGGAT 
TAGATACCCCGGTAATCCTGGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCC 
GGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGACTTGACAT 
TGATTGAAAAGCTAAGAGATTAGCTCCTCTTCTTCGGAAGACAAGAAAACAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCCAGCAAG 
TAATGKYGGGAACTCATGGGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCA 
TGCCCCTTATGTCTTGGGCTACACACGTACTACAATGGACTTAAATAGAGGGAAGCAATACCGCGAGGTG 
GAGCCAAACCCAGAAACAAGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCG 
CTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
CGAAAGTCAGTCACACCCAAAGCCGGTGAGATAACCGTAAGGAGTCAGCCGTCTAAGGTGGGGCCGATGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219878157|ref|NR_025296.1| Mycobacterium elephantis strain DSM 44368 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCC 
CTTCGGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGC 
CTGGGAAACTGGGTCTAATACCGAATACACCCTGCTGGTCGCATGGCCTGGTGGGGGAAAGCTTTTGCGG 
TGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAA 
ACCCCTTTCAGTATCGACGAAGCCGTGAGGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGT 
TTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTAC 
TGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA 
GGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACG 
CATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACG 
CGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGTCAGCACGTGATGGTGGGGACT 
CGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCC 
AGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTTCGATGCCGTCAGGTGGAGCGAATCCTTTCA 
AAGCCGTTCTCAGTTCGGATCGGGGTCTCCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAA 
CACCCGAAGCCGGTGGCCTAACCCGCAAGGGAGGGANCCGTCGAAGGTGGGATCGGCGATTGGGACGAAG 
TCGTAACAAGGTANCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219878155|ref|NR_025294.1| Streptomyces stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial 
sequence 
TCCTGGTTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGG 
GATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGG 
GGTCTAATACCGGATACAACCACTACAGGCATCTGTGGGTGGTGGAAAGCTCCGGCGGTGAAGGATGAGC 
CCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGG 
CGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGC 
AGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCCCGTCCGAT 
GTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGACTAGAGTGTGGTAGGGGAGATCG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGG 
CCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATG 
TGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCATCAGAGATGGT 
GCCCCCCTTGTGGTCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTTTTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTG 
CACACGTGCTACAATGGCAGGTACAATGAGCTGCGAAGCCGTGAGGCGGAGCGAATCTCAAAAAGCCTGT 
CTCAGTTCGGATTGGGGTCTGCAACTGGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATT 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAA 
GCCGGTGGCCCAACCCCTTACGGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACAAAGTTCGTA 
ACAAGGTA 


>gi|219878154|ref|NR_025293.1| Streptomyces reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial 
sequence 

CCTTNCGNGGTGGATTATTTGCGAACGGGTGANTAACNCTTGGGCAATCTGCCCTGCACTCTGGGACAAG 
CCCTGGAAACGGGGTCTAATACCGGATAATACCTTCCCTCGCATGGGGGTGGGTTNAAAGCTCCGGCGGT 
GCAGCATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGAAGGCAGCAGTGGGG 


AATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATAACGGCCTTCGGGTTGTAAA 
CCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACNTGCCANC 
ANCCGCGGTAATACNTNNGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTACGCGGTCTG 
TCGCGTCGGATGTGAAATCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCANACTAGAGTGTGGT 
AGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCAT 
TAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
AGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACAT 
CCAGAGATGGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGG 
GACTCACAGGAGACTGCCGGGGTCAAATCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTAT 
GTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATGCCGTGAGGCGGAGCGAATCTC 
AAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGC 
AGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGTCCGTCACGTCACGAAAGTCGG 
TAACACCCGAAGCCGGTGGCCCAACCCCTTACGGGGAGGGAGCTGCCGAAGGTGGGACTGGCGATTGGGA 
CGAAGTCGTAACAAGGTA 


>gi|219878153|ref|NR_025292.1| Streptomyces somaliensis strain DSM 40738 16S ribosomal RNA, partial 


sequence 
GCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCCGCTTCGGTGGGGGATTAGTGGCGAACGG 
GTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATA 
CGACCGCTTCGGGCATCCGATGGCGGTGGAAAGCTCCGGCGGTGCAGGATGGGCCCGCGGCCTATCAGCT 
TGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAG 
TGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGC 
GTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCT 
TAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGC 
GGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAG 
GTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGC 
AACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACATCCAGAGATGGGTGCCCCCTTGTGGTCG 
GTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACT 
CGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGG 
CCGGTACAAAGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGG 
TCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCC 
TTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGA 
AGGTGCGGCTGGA 


>gi|219878152|ref|NR_025291.1| Streptomyces thermocoprophilus strain B19 16S ribosomal RNA, partial 


sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGCTTCGGCCGGGGATTAGTGG 
CGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATA 
CCGGATACGACCCACGACCGCATGGTCTCTGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTA 
TCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAG 
CGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGC 
GCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCC 
GGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGA 
CGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGG 
CACTAAGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGANT 
ACNGCCGCAAGGCTAAAACTCAAANGAATTGACGGGGGCCCGCACAAGCGGCGGAACATGTGGCTTAATT 
CGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCCAGAGATGGGCGCCCCCTTG 
TGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGG 
TCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTA 
CAATGGCCGGTACAAAGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCC 
AACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGT 
ACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219878150|ref|NR_025289.1| Eubacterium sulci strain ATCC 35585 16S 
CGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAAATAAAGGAATGAAGCTTCGGTAGATTTTCTT 
TATGGAAAGCGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCCTGTACAGGGGGATAGCCACCCGAAA 
AGGTGATTAATACCCCATAACGCAAGAGATACACATGTATCACTTGTCAAAGATTTATCGGTATAGGATG 
GGCCTGCGTCTGATTAGCTAGTTGGTAGGGTAACGGCTTACCAAGGCAACGATCAGTAGCCGACCTGAGA 


ribosomal RNA, partial sequence 


GGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGCCTTCGGGTTGTAAACTTCTGTC 
CTAGGGGAAGAAACAAATGACATTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGCACCTTAAGCGCAG 
GGTTTAAGGCAATGGCTCAACCATTGTTCGCCTTGCGAACTGGGGTGCTTGAGTGCAGGAGGGGAAAGTG 
GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGA 
CTGTTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGAGCACTAGGTGTCGGGGTCGCAAGACTTCGGTGCCGCAGTTAACGCATTAAGTGCTCCGCCT 
GGGGAGTACGCACGCAAGTGTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGG 
TTTAATTCGAAGCAACGCGAAGAACCTTACCAGGACTTGACATCCTCTTGACAGATCCTTAACCGGATCC 
TTCTTCGGACAAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGCCATTAGTTGCCATCATTTAGTTGGGCACTCTAGTGGGACTGCCGGGGA 
AAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCTGGGCTACACACGTGCTAC 
AATGGCCGGTACAACAGGCAGCGAACCCGTGAGGGGGAGCGAATCCCAAAAGCCGGTCCCAGTTCGGACT 
GTAGGCTGCAACTCGCCTACACGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGNGGTGAATGC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGTGCCCGAAGTCGGTTAGTTAAT 
CTATCGCCTAAGGCAAAACCAATGACTGGGGTGAATTCGTAACAAGGTATCCG 


>gi|219878149|ref|NR_025288.1| Lamprocystis roseopersicina strain DSM 229 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAGTCC 
TTTGGGGCGAGTAGAGTGGCGGACGGGTGAGTAATGCGTGGGAATCTGCCTGGCAGTGGGGGACAACCCG 
GGGAAACTCGGGCTAATACCGCATACGACCTACGGGTGAAAGGGGGGTTTCGGCCTCTCGCTGCGAGATG 
AGCCCACGTCCGATTAGCTAGTTGGCAGGGTAAGAGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGA 
GGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTC 
AGTGGGGAAGAAGCATTTTGGGTTAATACCCTGGAATGTTGACGTTACCCACAAAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCAC 
GTAGGCGGCGGCGTCAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATTTGATACTGCGCGG 
CTCGAGTCTGCTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACC 
AGTGGCGAAGGCGGCCCCCTGGAGCAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCGGTAAACGATGTCAACTAGCCGTTGGGTCCATTTAAGGGCTTAGTGGCGC 
AGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCC 
TTGGAATCTGGCGGAGACGTCGGAGTGCCTTCGGGAGCCAAGAGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACATCAT 
GGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGC 
CCTTATGGGCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGACGCCAACCCGCGAGGGGGAGCC 
AATCCCAGAAAACCGGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGT 
AATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 


>gi|219878148|ref|NR_025287.1| Cellulophaga fucicola strain NN0O15860 16S ribosomal RNA, partial sequence 
ATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACAGGGAGCTTGTTCTGCTGACGACCG 
GCGCACGGGTGCGTAACGCGTATACAATCTGCCTTACACTAAGGGATAGCCCAGAGAAATTTGGATTAAT 
ACCTTATAGTTTATTAGAATGGCATCATTTTAATAATAAAGATTACGGTGTAAGATGAGTATGCGTCCCA 
TTAGTTTGTTGGTAAGGTAACGGCTTACCAAGACTACGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCA 
CACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGA 
GCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGTCCTATGGATTGTAAACTGCTTTTATACAGGAAGAA 
TAAGGACTACGTGTAGTCTGGTGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCTATTAAGT 
CAGGGGTGAAAGTTTGCAGCTCAACTGTAGAATTGCCTTTGATACTGATAGTCTTGAATTATTGTGAAGT 
GGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCGATTGCGAAGGCAGATCA 
CTAACAATATATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGGATACTAGCTGTTCGGTTTTCGGACTGAGCGGCCAAGCGAAAGTGATAAGTATCCCA 
CCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAGA 
CTTTCCTTCGGGCAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAG 
TCCTATAACGAGCGCAACCCCTGTTGTTAGTTACCAGCACATTATGGTGGGGACTCTAACAAGACTGCCG 
GTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTG 
CTACAATGGTAGGTACAGAGAGCAGCCACTTAGCGATAAGGAGCGAATCTATAAAACCTATCACAGTTCG 
GATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTTCGTCAC 
CGCAAGGAGCGACCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGT 
Gc 


>gi|219878147|ref|NR_025286.1| Cellulophaga baltica strain NN015840 16S ribosomal RNA, partial sequence 
ATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACAGGGAGCTTGTTCCGCTGACGACCG 
GCGCACGGGTGCGCAACGCGTATGCAATCTACCTCTTACTAAGGGATAGCCCAGAGAAATTTGGATTAAT 
ATCTTATGTGATATTAGACTGGCATCGGTTTAATATTAAAGGTTACGGTAAGAGATGAGCATGCGTCTCA 
TTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACTTCGATGAGTAGGGGTCCTGAGAGGGAGATCCCCCA 
CACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGGAA 
GTCTGATCCAGCCATGCCGCGTGTAGGAAGACTGCCCTATGGGTTGTAAACTACTTTTATACAGGAAGAA 
TAAGATCTACGTGTAGATTGATGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGC 


GGTAATACGGATGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCTGTTAAGT 
CAGAGGTGAAATGCTGCGGCTCAACCGTATGCACTGCCTTTGATACTGGCGGTCTTGAGTTATAGTGAAG 
TGGCTAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCGATTGCGAAGGCAGGTC 
ACTAACTATACACTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGGATACTAGCTGTTCGGTTTTCGGACTGAGCGGCCAAGCGAAAGTGATAAGTATCCC 
ACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAG 
ACTTTTTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTA 
AGTCCTATAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCATGTCATGATGGGGACTCTAACGAGACTGC 
CGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACG 
TGCTACAATGGTCGGTACAGAGAGCAGCCACTTAGCGATAAGGAGCGAATCTATAAAACCGATCACAGTT 
CGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTC 
ACCGTAAGGAGCGGCCTAGGGCAAGATCGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAG 
GTGC 


>gi|219878146|ref|NR_025285.1| Micrococcus antarcticus strain T2 16S ribosomal RNA, partial sequence 
TCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGAT 
TAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTAGGATAAGCCCGGGAAACTGGGT 
CTAATACTGGATAGGAACGTCTACCGCATGGTGGGTGTTGGAAAGAATTTCGGTCATGGATGGACTCGCG 
GCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGA 
AGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAA 
AGTCCGGGGCTTAACCCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTA 
ACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACG 
TTGGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGCGCCGCAGCTAACGTATTAGGTGCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCTCGATCGCCGTAGAGATACGGTTTC 
CCCTTTGGGGCGGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACTGCCGGGG 
TCGACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTA 
CAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCT 
AACCCTTGTGGAGGGGGCCGTCGAAGGTGGGACCAGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219878145|ref|NR_025284.1| Thauera terpenica strain 58Eu 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCACGGGCTTCGGCCTGGTGGCGAGTGGCG 
AACGGGTGAGTAATGCATCGGAACGTGCCCATTTGTGGGGGATAACTACGCGAAAGCGTGGCTAATACCG 
CATACGCCCTGAGGGGGAAAGCGGGGGATTCTTCGGAACCTCGCGCAATTGGAGCGGCCGATGTCAGATT 
AGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACC 
CTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGCCGGGAAGAAAAC 
GCACTCTCTAACATAGGGTGTGGATGACGGTACCGGAAGAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGCAGGCGGTTTTGTA 
AGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTTGTGACTGCAAGGCTAGAGTACGGCAGA 
GGGGGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAAC 
CCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGTCAACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGCAGCTAACGCGTGAAG 
TTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAACCTTGGTGA 
GAGCCGAGGGTGCCTTCGGGAGCCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTAGTTGGGCACTCTAATGA 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTT 
CACACGTCATACAATGGTCGGTACAGAGGGT TGCCAAGCCGCGAGGTGGAGCCAATCCCACAAAGCCGAT 
CGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATG 
CTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAG 
TAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGG 
TAGCCGTATCGGAA 


>gi|219878144|ref|NR_025283.1| Thauera linaloolentis strain 47Lol 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGCGGGCTTCGGCCTGCCGGCGAGTGGCG 
AACGGGTGAGTAATACATCGGAACGTGCCCAGTCGTGGGGGATAACACATCGAAAGATGTGCTAATACCG 
CATACGTCCTGAGGGAGAAAGCGGGGGATCTCGGATCCTCGCGCGATTGGAGCGGCCGATGTCAGATTAN 
CTAGTAGGTGAGGTAGAGGCTCACCTAGGCGACGATCTGTATCGGGACTGAGAGGATGATCCACCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCT 
GATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAATCGC 
ATTCTCTAACATAGGATGTGGATGACGGTACCGGACTAAGAAGCACCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGCCAAG 


ACAGGCGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGGCAGGCTAGAGTACGGCAGAGG 
GGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCC 
CCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCCTAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGCAGCTAACGCGTGAAGTC 
GACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGA 
TGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAATCTTGCTGAGA 
GGCGAGAGTGCCTTCGGGAGCCTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCACTAGTTGCCATCATTTGGTTGGGCACTCTAATGAGA 
CTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCA 
CACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCTTAAAGCCGATCG 
TAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCT 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTA 
GGTAGCTTAACCTTCGGGGGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTATCGGAA 


>gi|219878143|ref|NR_025282.1| Thermobacillus xylanilyticus strain XE 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGCTTCGT 
GGCGGAAGCCTTCGGGTGGAAGCTGCGAAAGCTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGC 
CCGAAAGACCGGGGATAACATCCGGAAACGGATGCTAATACCGGATAAGCGGACCTTTCGCATGAAGGGT 
TCGGGAAAGACGGGGCAACCTGTCACTTTCGGATGGGCCCGCGGCGCATTAGCTGGTTGGCGGGGTAACG 
GCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGT 
GAGTGAGGAAGGTCTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAATCCCCTGGGGAGTCACTGCCCCG 
GGGTTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTTGTAAGTCCGATTGTTTAAACCCG 
GGGCTCAACCTCGGGTCGCAAGGGAAACTGCAAGACTTGAGTGCAGGAGAGGGAAGCGGAATTCCATGTG 
TAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCCTGTAACTGACG 
CTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATG 
CTAGGTGTCAGGGGTTTCGAGACCCTTGGTGCCGAAGTTCACACATTAAGCATTCCGCCTGGGGAGTACG 
GCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGAATACGCCAGAGATGGTGTAGGCCCTTCGG 
GGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTAGGTCTAGTTGCAGCACTTCGGGTGGGCACTCTAGAGCGACTGCCGGTGACAAACC 
GAGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCCG 
GTACAAAGGGCAGCGAACGCGCGAGCGACGCAATCCCAAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGC 
AACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGG 
TCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGCCGGTGGGGTAACCGCAAGGAG 
CCAGCCGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTAGCTCGTATCGAAGGTGCGGC 
TGGATCACCTCCTT 


>gi|219878142|ref|NR_025281.1| Prevotella enoeca strain ATCC 51261 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCTACAGGCCTAACACATGCAAGTCGAGGGGCATCATGATGATTGCTTGCAATCGTTGA 
TGGCGACCGGCGCACGGGTGAGTAACGCGTATCCAACCTACCCATGACTAAGGGATAACCCGTCGAAAGT 
CGGCCTAAGACCTTATGTAATCCGAAGCAGGCATCTAATTTGGATGAAAGATTAATTGGTGATGGATGGG 
GATGCGTCTGATTAGCTTGTCGGTGAGGTAACGGCTCACCGAGGCAACGATCAGTAGGGGTTCTGAGAGG 
AAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTC 
AATGGACGATAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTATGGGTTGTAAACTGCTTTTA 
TGCGGGGATAAAGTGAGGGACGTGTCCCTCATTGCATGTACCGCATGAATAAGGACCGGCTAATTCCGTG 
CCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCT 
GCCGTTTAAGCGTGTTGTGAAATGTACCGGCTCAACCGGTGATGTGCAGCGCGAACTGGATGGCTTGAGT 
ACGAAGAGGGAATGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATCGCG 
AAGGCAGCATTCCGTTTCGTGACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCC 
TGGTAGTCCGCACGGTAAACGATGGATGCTCGCTGTTGGATATTTTTATTCAGTGGCTAAGTGAAAGCAT 
TAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACNAAG 
CGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACTTACCCGGGCTTGAATTGCAGAGGAAAGAT 
CCAGAGATGGTGATGCCCTTCGGGGTCTCTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAG 
GTGTCGGCTTAAGTGCCATAACGAGCGCAACCCTTTTCCTTAGTTGCCATCGGTTCAAGCCGGGCACTCT 
GAGGATACTGCCTCCGCAAGGAGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGG 
GGCTACACACGTGTTACAATGGCGCGTACAGAGAGCTGGGTTTGCGCAAGCACTCTCAAATCTTTAAAAC 
GCGTCTCAGTTCGGACCGGGGTCTGCAACCCGACCCCGCGAAGCTGGATTCGCTAGTAATCGCGCATCAG 
CCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCNGGGGGCGC 
CTGAAGTCCGTGACCGCAAGGATCGGCCTAGGCGAGACCCGGTGATT 


>gi|219878141|ref|NR_025280.1| Castellaniella defragrans strain 54Pin 16S ribosomal RNA, partial sequence 
AACGCTAGCGGGATGCTTTACACATGCAAGTCGAACGGCAGCACGAAGAGCTTGCTCTTTGGTGGCGAGT 
GGCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTGGCTAAT 
ACCGCATACGCCCTACGGGGGAAAGGGGGGGATCGCAAGACCTCTCACTATTGGAGCGGCCGATATCGGA 
TTAGCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAA 
CCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGGAAGAAA 
CGGCGCGGGCTAATAACCTGTGCTAATGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGG 


AAAGAAAGGTGTGAAATCCCAGGGCTTAACCTTGGAACTGCACTTTTAACTACCGGGCTAGAGTACGTCA 
GAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCA 
GCCCCCTGGGATGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGTTTATTAACCTTAGTAGCGCAGCCAACGCGTGAAG 
TTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATCCCGAAGA 
GATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACATTCAGTGGGCACTCTAATGG 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTT 
CACACGTCATACAATGGTCGGGACAGAGGGTTGCCAAGCCGCGAGGCGGAGCCAATCTCAGAAACCCGAT 
CGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATG 
TCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAG 
TAGGTAGCCTAACCGCAAGGGGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGG 
TAGCCGTATCGGAA 


>gi|219878139|ref|NR_025278.1| Bartonella tribocorum strain IBS 506 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCGCTCCTTTTGGAGCGAGCGGCAAACGGG 
TGAGTAACGCGTGGGAATCTACCCCTCTCTACGGAATAACACAGAGAAATTTGTGCTAATACCGTATACG 
TCCCTTTGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGG 
CTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTG 
AGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGC 
CCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGT 
AAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGAT 
ACTGGATATCTTGAGTGTGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGG 
AGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTTTACTGCTCG 
GTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTT 
GACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGC 
CAGCATTTAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCG 
AGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGA 
ATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCA 
GCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGAACC 


>gi|219878138|ref|NR_025277.1| Propionibacterium propionicum strain DSM 43307 16S ribosomal RNA, partial 
sequence 
TCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTTGGGGGTACTCGA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTTCGGGATAACTTCAGGAAACTGGGGCT 
AATACCGGATAGACATCCTTGCTGCATGGTGGGGGTTGGAAAGCTTCGGCGGTTTTGGATGGACTCGCGG 
CTTATCAGCTTGTTGGTGGGGTAGTGGCTTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGCGACCG 
GCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GGAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCTTCGGGTTGTAAACCCGCTTTCAGCAGGGGC 
GAAGCTTTTGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTA 
GGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGTGGTTGATTGCGTCGGAAGTGAAA 
ACTTGGGGCTTAACCCTGAGCGTGCTTTCGATACGGGTTGACTTGAGGAAGGTAGGGGAGAATGGAATTC 
CTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGGTTCTCTGGACCTTTC 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGCTTAGATACCCTGGGTAGTCCACGCTGTAAACG 
GTGGGTACTAGGTGTGGGGTCCATTCCACGGATTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCGGCGGAGCATGCGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGACTGGGAGTGCTCAGAGATGGGTATGC 
CTCCTTGTGGGGCTGGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCGTTCACTGTTGCCAGCACGTTATGGTGGGGACTCAGTGGAGACCGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATG 
CTACAATGGCCGGTACAAAGAGTTGCGAGCCTGTGAGGGTGAGCGAATCTCGGAAAGCCGGTCTCAGTTC 
GGATTGGGGTCTGCAACTCGACCCTATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGG 
CCTAACCTGTGTGGGGGAGCCGTCGAAGGTGGGACTGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGT 
ACCGGAAGGTGCGGCTGGATCACCTCCTTTCTAAGG 


>gi|219878137|ref|NR_025276.1| Propionibacterium granulosum strain DSM 20700 16S ribosomal RNA, partial 
sequence 

GGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGGTAAGGCCCTTTCGGGGGTACA 
CGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCACAACTTTGGGATAACGCTAGGAAACTGGT 
GCTAATACTGGATATGTGCTCCTGCTGCATGGTGGGGGTTGGAAAGCTCCGGCGGTTGTGGATGGACTCG 
CGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGTGA 
CCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGTTTTCAGCAGG 
GACGAAGCTTTTTGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTGATA 
CGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTGATCGCGTCGGAAGT 


GGAAACTTGATGCTTAACGTTGAGCGTGCTTTCGATACGGGTTGACTTGAGGAAGGTAGGGGAGAATGGA 
ATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGGTTCTCTGGACC 
TTTCCTGACGCTGAGGAGCGAAAGCGTGGGGGAGCGAACAGGCTTAGATACCCTGGTAGTCCACGCTGTA 
AACGGTGGGTACTAGGTGTGGGGTCCATTCCACGGATTCTGTGCCGTAGCTAACGCATTAAGTACCCCGC 
CTGGGGAGTACGGCCGCAAGGTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCGGCGGAGCATGCG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGATCCGGGAGCTTCCAGAGATGGTT 
GGTGCCTCCTTTTGGGGTCGGTTCACAGGTGGTGCATTGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTCCACTGTTGCCAGCAATTCGGTTGGGGACTCAGTGGAGAC 
CGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCAC 
GCATGCTACAATGGCCGGTACAGTGAGTTGCGACATCGTAAGGTGGAGCGAATCTCAAAAAGCCGGTCTC 
AGTTCGGATTGGGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACTCGAAGCC 
GGTGGCCTAACACTTTTTGTGGGGGAGCTGTCGAAGGTGGGACTGGTGATTAGGACTAAGTCGTAACAAG 
GTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTAAGG 


>gi|219878136|ref|NR_025275.1| Propionimicrobium lymphophilum strain DSM 4903 16S ribosomal RNA, partial 
sequence 
TCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTTCGGGGGTACACGA 
GCGGCGAACGGGTGAGTAACGCGTGAGTAACCTGCCCCCCTCTCTGGGATAACAGTTGGAAACGGCTGCT 
AATACCGGATATTCAGACCTTTAGGCATCTTTTGGTTTGGAAAGTTCTGGCGGTGGGGGATGACTCGCGT 
CCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG 
GCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGG 
GAAACCCTGATGCAGCAACGCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCCATGACG 
AAGCTTTTGTGACGGTAGTGGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAG 
GGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGAAAGTGTAAA 
CTCAGTGCTTAACGCTGAGCCTGCTTTCGATACGGGTTGACTAGAGGAAGGTAGGGGAGAATGGAATTCC 
CGGTGGAGCGGTGGAATGCGCAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTCTCTGGACCTTTCC 
TGACGCTGAGAAGCGAAAGCGTGGGGTAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGG 
TGGGTACTAGGTGTGGGGGACATTCCACGTTCTCTGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGG 
GAGTACGGCCGCAAGGTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGAAATATACCGGAAACGTCTAGAGATAGGCGCCCCG 
TAAGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTCTAATGTTGCCAGCAAGTTATGTTGGGGACTCGTTAGAGACCGCCGAGGTCAA 
CTCGGAGGAAGGTGAGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAAT 
GGTCGGTACAGTCAGTTGCGAGCCTGTAAGGGTTAGCGAATCTGTAAAAGCCGGCCTCAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTTGGCAACACCCGAAGCCAGTGGCCTAACC 
CTTGTGGGGGGGGAGCTGTCGAAGGTGGGGC TGATAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCG 
GAAGGTGCGGCTGGATCACCTCCTTTCTAAGG 


>gi|219878135|ref|NR_025274.1| Propionibacterium avidum strain DSM 4901 16S ribosomal RNA, partial 
sequence 
TCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGGCCTTCGGGGGTACTCGAG 
TGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTTCGGGATAACTTCAGGAAACTGGGGCTA 
ATACCGGATAGGAATCCTTGCTGCATGGTGGGGGTTGGAAAGCTTCGGCGGTTTTGGATGGACTCGCGGC 
TTATCAGCTTGTTGGTGGGGTAGTGGCTTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGCGACCGG 
CCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
GAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGGCG 
AACTTGTGGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAG 
GGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGTGGTTGATTGCGTCGGAAGTGAAAA 
CTTGGGGCTTAACCCTGAGCGTGCTTTCGATACGGGTTGACTTGAGGAAGGTAGGGGAGAATGGAATTCC 
TGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGGTTCTCTGGACCTTTCC 
TGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGCTTAGATACCCTGGGTAGTCCACGCTGTAAACGG 
TGGGTACTAGGTGTGGGGTCCATTCCACGGATTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGG 
GAGTACGGCCGCAAGGTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGACTGGGAGTGCTCAGAGATGGGTATGCCT 
CCTTGTGGGGCTGGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTCGTTCACTGTTGCCAGCACGTTATGGTGGGGACTCAGTGGAGACCGCCGGG 
GTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCT 
ACAATGGCCGGTACAAAGAGTTGCGAGCCTGTGAGGGTGAGCGAATCTCGGAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCC 
TAACCTGTGTGGGGGAGCCGTCGAAGGTGGGACTGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGCTGGATCACCTCCTTTCTAAGG 


>gi|219878134|ref|NR_025273.1| Lactobacillus johnsonii strain ATCC 33200 16S ribosomal RNA, partial 
sequence 

GGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCTTGCCTAGATGATTTTAGTGCTTGCACTAAATGAAA 
CTAGATACAAGCGAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCAAGAGACTGGGATAACACC 
TGGAAACAGATGCTAATACCGGATAACAACACTAGACGCATGTCTAGAGTTTGAAAGATGGTTCTGCTAT 
CACTCTTGGATGGACCTGCGGTGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGATGATGCATA 
GCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGT 
AGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCG 


TAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAGAA 
AGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGG 
CGTAAAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAACGCTTCGGCTCAACCGGAGAATTGCATCA 
GAAACTGTTGAACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATA 
TGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAG 
CGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTCCGCC 
TCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAG 
GTCTTGACATCCAGTGCAAACCTAAGAGATTAGGTGTTCCCTTCGGGGACGCTGAGACAGGTGGTGCATG 
GCTGTCGTCAGCTCGTGTCATGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTG 
CCATCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGAAGCGAACCTGCG 
AAGGCAAGCGGATCTCTTAAAGCCGTTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAGCTGG 
AATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGAGAGTCTGTAACACCCAAAGCCGGTGGGATAACCTTTATAGGAGTCAGCCGTCTAAGGTAGGA 
CAGATGATTAGGGTGAA 


>gi|219878133|ref|NR_025272.1| Bartonella alsatica strain IBS 382 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGGGTGAGCGGCAAACGGGT 
GAGTAACGCGTGGGAATCTACCCCTCTCTACGGAATAACACGGAGAAATTTGTGCTAATACCGTATACGT 
CCTACGGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAATGGC 
TCCCCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGA 
GTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTA 
AAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATA 
CTGGGTATCTTGAGTGTGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGA 
GGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTTTACTGCTCGG 
TGGCGCACGTAACGCGTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTG 
ACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCC 
AGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGA 
GGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAA 
TCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAG 
CGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGAACC 


>gi|219878132|ref|NR_025271.1| Alcanivorax jadensis strain T9 16S ribosomal RNA, partial sequence 
GGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATCCTAGCTTGCTAGG 
AGGCGTCGAGCGGCGGACGGGTGAGTAACGCGTGAGAATCTGCCCATTTGTGGGGGATAACTCGGGGAAA 
CTCGAGCTAATACCGCATAATCCCTACGGGGGAAAGCAGGGGACCTTCGGGCCTTGTGCAGATGGATGAG 
CTCGCGTCGGATTAGCTTGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGG 
ATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGAC 
AATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAG 
TAGGGAGGAAGGCTTACCGCTAATAATGGTGAGTACTTGACGTTACCTACAGAAGAAGCACCGGCTAATT 
TCGTGCCAGCAGCCGCGGTAATACGAAAGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGT 
AGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGAAACTGGCAGGCT 
AGAATGCAGTAGAGGGAGGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAG 
TGGCGAAGGCGGCCTCCTGGACTGACATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGAATCTTAGTATTCTTGGTGACGAAG 
TTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGCCTTGACATCCTT 
GGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAGCCAAGTGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTAATTGCCAGCACATAATGG 
TGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCC 
TTACGGCCTGGGCTACACACGTGCTACAATGGGCAGTACAGAGGGCCGCAAAGTCGCGAGGCCAAGCAAA 
TCCCTTAAAACTGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAA 
TCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
GGATTGCACCAGAAGTAGTTAGTCTAACCTTCGGGAGGACGATTACCACGGTGTGGTTCATGACTGGGGT 
GAAGTCGTAACAAGGTAGCCGTAGGGGAA 


>gi|219878131|ref|NR_025270.1| Desulfurobacterium thermolithotrophum strain BSA 16S ribosomal RNA, 
partial sequence 

TAACACATGCAAGTCGTGGGGCAGCAGGCGGTTCCTTTTGAACCCGTGCTGGCGACCGGCGAACGGGTGA 
GTAACGCGTGAGCAACCTACCCCGAGGAGGGGGATAACCCGGGGAAACTCGGGCTAATACCCCATAAGCG 
CACGACCTGCATGGGCTGTGTGAAAAGGGTGGCCTCTGCTTTGCAAGCTGCCGCCTCGGGATGGGCTCGC 
GTCCATCAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGGTC 
GGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGG 
CGCAAGCCTGACCCAGCGACGCCGAGTGGAGGAAGAACCCTTCGGGGTGTAAACTCCTGTCGCCGGGGAC 
GATGCGGGTGTGGGATAATAGCTACACTGTGACGGTACCCGGAGAGGAAGGACGGCTAACTACGTGCCAG 


CAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAAATTACTGGGCGTAAAGAGCGCGTAGGCGGGCC 
AGTAAGTCAGAGGTGAAAGCCCCCGGCTCAACCGGGGAATTGCCTCTGATACTGCTGGTCTAGGGTCCGG 
AAGAGGCTGGCGGAATTCCCGGTGTAGCGGTGAAATCCGTAGATATCGGGAGGAACACCGGTGGCGAAGG 
CGGCCAGCCAGGACGGTACCGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGT 
AGTCCACGCTGTAAACGATGGGTGCTGGGCGTTGGCACCGATAGTCAGTTGCCGAAGCTAACGCGTTAAG 
CACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATAGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCAATGCTACGCGAAGAACCTTACCAGGGCTTGACATGCCGGTGTGTCGTAGCC 
GAAAGGCTACTAGCTACCCTTTGTGGGGTAGCGCGCCGCACAGGTGGTACATGGCCGTCGTCAGCTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCTAGTTGCCAGCGGGTAAAGCCGG 
GCACACTAGGGAGACTGCCGGCGATAAGCCGGAGGAAGGAGGGGATGACGTCAGGTCAGTATGCCCCTTA 
CGCCCTGGGCTACACACGTGCTACAATGGTCGGGACAGAGGGAAGCGAAGCCGCGAGGTGGAGCAAAACC 
CACAAACCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAACGG 
CCGGTCAGCTACACGGCCGTGAATACGTTCCCGGGCCTTGTACTCACCGCCCGTCACACCCCGAAAGCTG 
GCTCTACCAGAAGTCCCCGGGCTAACCTCTTATGAGGGAGGCAGGG 


>gi|219878130|ref|NR_025269.1| Nevskia ramosa strain Soel 16S ribosomal RNA, partial sequence 
AACACATGCAAGTCGAACGAGGTAGCAATACCTAGTGGCGGACGGGTGAGGAATACGTAGGGATCTGCCT 
TTAAGTGGGGGATAACCCGGGGAAACCCGGATTAATACCGCATGATCTCGCAAGAGCAAAGTGGGGGATC 
GCAAGACCTCACGCTTTTAGAGGAACCTACGTCGGATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGC 
GACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACCGGAACTGAGACACGGTCCGGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGG 
CCTTCGGGTTGTAAAGCACTTTAAGTTGGGAAGAAAAAACTTCAATTAATACTTGAAGTCTTGACGGTAC 
CGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCTAGCGTTAATCGG 
ATTTACTGGGCGTAAAGCGTGCGTAGGCGGTTTGATAAGTCGGTTGTGAAAGCCCCGGGCTCAACCTGGG 
AATTGCGGCCGATACTGTCAGACTAGAAAACGGTAGAGGGAGGCGGAACTCCAGGTGTAGCGGTGAAATG 
CGTAGATATCTGGAAGAACACCGATGGCGAAGGCAACCTCCTGGGCCTGTTTTGACGCTGAGGCACGAAA 
GCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTTGACGTTGGTT 
TGCTTAGCAAATCGGTGTCGTAGCTAACGCGATAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAA 
CCTTACCTGGTCTTGACATGTCAAGAAGTCTGCAGAGATGCGGATGTGCCTTCGGGAACTTGAACACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGC 
CCTTAGTTGCCATCATTCAGTTGGGCACTCTAAGGGGACCGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGGCCCTTATGACCAGGGCTACACACGTACTACAATGGTCGGTACAGAGGGTTGC 
CAACCCGCGAGGGGGAGCTAATCCCAGAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCA 
TGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACTTGTCGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTTGGCTGCACCAGAAGCCGGGTAGTCTAACCGCAAGGGGACG 


>gi|219878129|ref|NR_025268.1| Mycobacterium heidelbergense strain 2554/91 16S ribosomal RNA, partial 
sequence 
GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGGCGA 
ACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACATCGGGATAAGCCTGGGAAACTGGGTCTAATACCG 
AATAGGACCTCGAGGCGCATGCCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACAC 
TGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGGGGGATGACGGNCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCG 
AGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACCGGGG 
GCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTAC 
TAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGG 
CCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCG 
GTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTC 
TGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCTTTG 
GGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGT 


>gi|219878128|ref|NR_025267.1| Shewanella baltica strain 63 16S ribosomal RNA, partial sequence 
AGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAG 
ATAGTTTACTATCTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGGATCTGCCCAGTCGAGGGG 
GATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTT 
CCGCGATTGGATGAACCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCT 
AGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTT 
GTAAAGCACTTTCAGTAGGGAGGAAAGGTAATAGTTTAATACGCTATTACTGTGACGTTACCTACAGAAG 
AAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTGCGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATT 
TCGAACTGGCGAACTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGAT 
CTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGCACGAAAGCGTGGGGA 


GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGTCTTGAAC 
ACTGGGCTCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTA 
CTCTTGACATCCACAGAAGCCAGTAGAGATACAGGTGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTG 
CCAGCACGTAATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCA 
AGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGTTGCAAAGCCG 
CGAGGTGGAGCTAATCTCACAAAGCTCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTC 
GGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGCTTAACCTTCGGGGGGGCGCTCACCACTTTGTGG 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACCT 


>gi|219878126|ref|NR_025265.1| Thermomonas hydrothermalis strain SGM-6 
sequence 

GGCGGCAGGCCTAATACATGCAAGTCGGACGGCAGCACAGTGGAGCTTGCTCCATGGGTGGCGAGTGGCG 
GACGGGTGAGGAATACATGGGAATCTGCCCAGTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCG 
CATGCGCCCTTCGGGGGAAAGCCGGGGACCTTCGGGCCTGGCGCGATTGGATGAGCCCATGTCGGATTAG 
CTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGACAATGGGGGCAACCCT 
GATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCCGGGAAGAAAAGCA 
TCTGGCTAATACCTGGATGTGTTGACGGTACCGGAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCG 
CGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTCTGCTAAG 
TCTGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCATTGGAAACTGGCGGGCTAGAGTGCGGTAGAGG 
GTAGTGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATTCGTGGCGAAGGCGGCTA 
CCTGGACCAGCACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCCTAAACGATGCGAACTGGAGGTTGGGTGCACTTTGGCGCTCAGTCTCGAAGCTAACGCGTTAAGTT 
CGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GTATGTGGTTTAATTCGATGCAACGCGCAGAACCTTACCTGGCCTTGACATGCACGGAATCCTGCAGAGA 
TGTGGGAGTGCCTTCGGGAACCGTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAAAGGTGGGAACTCTAAGGA 
GACCGCCGGCGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTA 
CACACGTACTACAATGGTGGGGACAGAGGGCTGCGATGCCGCGAGGCGGAGCCAATCCCAGAAACCCCAT 
CTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATT 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCTGTTGCACCAGAA 
GCAGGTAGCTTAACCGCAAGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAG 
GTAGCCGT 


>gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis strain SW-72 16S 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGATTTGGGAGCTTGCTCCCAAATCTTA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGACTGGGATAACTCCGGGAAACCGGAGCT 
AATACCGGGTAATACATCGCACCGCATGGTGCAATGTTGAAAGTTGGCTTTCGAGCTAACACTGCAGGAT 
GGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGCCTTCGGGTCGTAAAGCTCTGT 
TGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAG 
GACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACA 
CCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTTCCACCCTCAGTGCTGA 
AGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
TCTGACAATCCTGGAGACAGGACGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCA 
GTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCAGCAACACCGCGAGGTGAAGCG 
AATCCCATAAAGCCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTATGGAGCCAGCCGCCGAAGGTGGGACAAATGATTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 


>gi|219878124|ref|NR_025263.1| Mesonia algae strain KMM 3909 16S ribosomal RNA, partial sequence 


GCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGCAGAGCTTGCTCTGGCTGACGAGTGGCGC 
ACGGGTGCGTAACGCGTATACAATCTGCCTATTACTGGGGTATAGCCCGAAGAAATTTGGATTAACCCCC 
CATAGTATTGAGATAAGGCATCTTATTTCAATTAAAACCACGGTGGTAATAGATGAGTATGCGTCCTATT 
AGTTTGTTGGTAAGGTAACGGCTTACCAAGACTTCGATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACA 
CTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACT 
CTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATAGAGGAAGAAAC 
CTCCCTTCGTGAAGGGAATTGACGGTACTCTACGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGACTAATAAGTCA 
GTGGTGAAAGTCTGCAGCTCAACTGTAGAATTGCCATTGATACTGTTAGTCTTGAGTCATTATGAAGTGG 
TTAGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAATACCGATTGCGAAGGCAGATCACT 
AATAATGTACTGACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACGC 


CGTAAACGATGGTTACTAGCTGTTTGGTCGATTGAGACTGAGTGGCTAAGCGAAAGTGATAAGTAACCCA 
CCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGATTTGGAAACAGA 
TTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAG 
TCCTATAACGAGCGCAACCCCTGTGGTTAGTTGCCAGCGAGTCAAGTCGGGAACTCTAGCCAGACTGCCG 
GTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTG 
CTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTTCAAACCCTATCACAGTTCG 
GATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCCGTTAC 
CGTAAGGAGCGGCTTAGGGTAAAACTGG 


>gi|219878123|ref|NR_025262.1| Nitratireductor aquibiodomus strain NL21 16S ribosomal RNA, partial 


sequence 
AGAGTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCCTTGT 
GGGGAGCGGCAGACGGGTGAGTAATGCATGGGAATCTACCCAGCTCTACGGAATAACTCAGGGAAACTTG 
AACTAATACCGTATGCGCCCTTCGGGGGAAAGATTTATCGGAGTTGGATGAGCCCATGTCTGATTAGCTA 
GTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGAT 
CCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGG 
TAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTT 
CGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATCGGTCAGTTAGGGGTGAAATCCCGGGGCTCAACCC 
CGGAACTGCCTCTAATACTGCCGATCTAGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTTG 
GCAGGTTTACCTGTCGGTGGCGCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAG 
AACCTTACCAGCCCTTGACATCCCGATCGCGGTTTCCAGAGATGGATTCCTTCAGTTAGGCTGGATCGGA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGCCCTTAGTTGCCAGCCTTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGG 
TGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGT 
GGGCAGCGAGACGGCAACGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCG 
ACCCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCAGTGCGCTAACCGCAAGGAGGCAGCT 
GACCACGGTAGGCTCAGCGACTGGGGGAAGTCGTAACAAGGTAGCCTAGGGGAACC 


>gi|219878122|ref|NR_025261.1| Nocardioides aquiterrae strain GW-9 16S 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTTCGGGGGTACTCGAGCGG 
CGAACGGGTGAGTAACACGTGAGTAATCTGCCCTTGGCTTCGGGATAACCACCGGAAACGGTGGCTAATA 
CCGGATATGACGACTCCCGGCATCGGGTGGTCGTGGAAAGTTTTTTCGGCCAGGGATGTGCTCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGA 
AGCCTGATCCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGACGAA 
GCGCCGATGATGGTGGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTCGCGTCGGGA 
GTGAAAACACCGGGCTTAACTCGGTGCTTGCTTTCGATACGGGCAGACTAGAGGCATGCAGGGGAGAACG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGG 
CATGTCCTGACGCTGAGGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGT 
AAACGTTGGGCGCTAGGTGTGGGATCCATTCCACGGGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
CGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAGCTGCAGAGATGTA 
GCCCCTTTTAGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTCATGGTGGGGACTCATAGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGC 
TACAATGGCCGGTACAAAGGGCTGCGATGCTGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGC 
CTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTACCGGAAGGTGC 


ribosomal RNA, partial sequence 


>gi|219878121|ref|NR_025260.1| Alteromonas marina strain SW-47 16S ribosomal RNA, partial sequence 


ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACANNNTNAGCTTGCTNATNGATGAC 
GAGTGGCGGACGGGTGAGTAATGCTTGGGAACTTGCCTTTGCGAGGGGGATAACAGTTGGAAACGACTGC 
TAATACCGCATAATGTTTTCGAACCAAACGGGGCTTAGGCTCCGGCGCAAAGAGAGGCCCAAGTGAGATT 
AGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACC 
CTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAAG 
TTAGTAGTTAATACCTGCTAGCCGTGACGTTAACAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTA 
AGCTAGATGTGAAAGCCCCGGGCTCAACCTGGGATGGTCATTTAGAACTGGCAGACTAGAGTCTTGGAGA 
GGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGAC 
TCCCTGGCCAAAGACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTC 
CACACCGTAAACGCTGTCTACTAGCTGTGTGTGCCTTTAAGGCTGTGCGTAGCGAAGCTAACGCGATAAG 
TAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 


GAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATGCTGAGAAGTTACTAGA 
GATAGTTTCGTGCCTTCGGGAACTCAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCCTTAAGTTGGGCACTCTAAGGA 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTA 
CACACGTGCTACAATGGCATTTACAGAGGGAAGCGAGACAGTGATGTGGAGCGGACCCCTTAAAGAATGT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGAATA 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAAG 
TAGTTAGTCTAACCTTCGGGAGGACGATTACCACTTTGTGTTTCATGACTGGGGTGAAGTCGTAACAAGG 
TAACCCTAGGGGAACCTGG 


>gi|219878118|ref|NR_025257.1| Desulfonauticus submarinus strain 6N 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAAAGCCA 
CCTTCGGGTGGTGAGTAAAGCGGCGCACGGGTGAGTAACGCGTGGGTGATCTACCCCTGGGACTGGGATA 
ACCTTGCGAAAGCGGGGCTAATACCGGATGAATTAGCTAATGATTAAGGGGTCAGCCTAAGAAAGGGTGG 
CCTCTCGAAGAAGCTACCGCCTGGGGATGAGCCTGCGTCCCATTAGCTAGTTGGTGGGGTAAAGGCCTAC 
CAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTCGACGGCCACACTGGCGACCGCGAATTCACTAGCCCA 
GATTCTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCGACGCCGCG 
TGAGGGAAGAAGGCCTTCGGGTCGTAAACCTCTGTCAGGAGGGAAGAAGGGCTGATAGTCGAATAGGCTA 
TTAGTTTGACGGTACCTCCAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGT 
GCGAGCGTTATTCGGAATCACTGGGCGTAAAGCGCGCGTAGGCGGCTTGGCAAGTCAGGTGTGAAAGTCC 
AGGGCTTAACCTTGGGATAGCACTTGAGACTGCTGAGCTAGAGTTCGGTAGAGGGTAGCGGAATTCCCGG 
TGTAGGGGTGAAATCCGTAGATATCGGGAGGAACACCAGAGGCGAAGGCGGCTACCTGGGCCGAAACTGA 
CGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTATACGATGGA 
CACTAGACGTTTGGCGGTTAGACCCGCTGGGTGTCGAAGCAAACGCGATAAGTGTCCCGCCTGGGGAGTA 
CGTCCGCAAGGATGAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCGGGAATCTGCCAGAGATGGCGGAGTGCCCTTC 
GGGGAACCCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTGCCCTTAGTTGCCATCGGGTAAAGCCGGGCACTCTAGGGGGACTGCCGAGGTCA 
ACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTACTACAA 
TGGTGGGTACAAAGGGTTGCGAGACCGCGAGGTGGAGCTAATCCCAAAAAACCCATCGTAGTTCGGATTG 
CAGTCTGCAACTCGACTACATGAAGGCGGAATCGCTAGTAATCCCGGACCAGCATGCCGGGGTGAATACG 
TTCCCGGGCCTTATACACACCGCCCGTCACACCACGAAAGCTGGTTCTACCCGAAGTCAGTGAGCCAACC 
CCGTAAGGGGAGGCAGCTGCCGACGGTAGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGTAACCGTACC 
GGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219878117|ref|NR_025256.1| Anoxynatronum sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 
CGTGCCTAACACATGCAAGTCGAGCGGAGTTTATGTTAAAGAAGCCTTCGGGCGGATGAGACATAAACTT 
AGCGGCGGACGGGTGAGTAACGCGTGGGCAACCAACCTTGATCAGGGGGACAACATTGGGAAACCAGTGC 
TAATACCGCATAGCTCTGGACGTGGCATCACGATGCAGAGAAAGATTTATCGGATCAAGACGGGCCCGCG 
TCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGATGATCAGTAGCCGACCTGAGAGGGTGACC 
GGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGCAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTATGGGA 
AGAAGAAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGGGCAANCGTTATCCGNAATCACTGGGCGTAAAGGGTGCGTAGNCGGCTTAGTAAGTCAGAGGTGAAAG 
GCTACGGCTTAACCGTGGTAAGCCTTTGAAACTGCTGANGCTTGAGTGCAGGAGAGGCAAGTGGAATTCC 
TAGTGTAGYGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACTGTNAC 
TGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GAGTGCTAGGTGTTGGGGGTCAAACCTCAGTGCCGGAGCTAACGCAATAAGCACTCCGCCTGGGGAGTAC 
GNTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCG 
AAGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCTCTGACCGGCCGGTAAAGCGGCCTTTCCCTTCG 
GGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCCTGTCATTAGTTGCCAGCATTTAAGGATGGGCACTCTAATGAGACTGCCGGTGACAAAC 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCAGGGCTACACACGTGCTACAATGG 
CCAGTACAAAGGGCAGCGAGAGAGCAATCTGGAGCGAATCCCAAAAAGCTGGTCCCAGTTCGGATCGAGG 
GCTGAAACTCGCCCCCGTGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTC 
CCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCCGGGAGCACCCGAGACTGATGATCCAACCTCG 
GGGAGGAAG 


>gi|219878116|ref|NR_025255.1| Brumimicrobium glaciale strain ACAM 644 16S ribosomal RNA, partial 
sequence 
TGCAAGTCGCTGGGTAAAACAGAGCAAGCTCAGATGACAACCGGCGCACGGGTGAGTAACGCGTATGCAA 
CCTACCTTCTACAGGGGGATAGCCCGGAGAAATCCGGATTAATACCCCATACGATTATTGAGACACAAGT 
TTCAGTAAAGAAAGCTTCGGCGGTAGAAGATGGGCATGCGTTCTATTAGTTAGTTGGTAAGGTAACGGCT 
TACCAAGACCGCGATAGATAGGGGGCCTGAGAGGGTGACCCCCCACACTGGTACTGAGACACGGACCAGA 
CTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGCA 
GGAAGAATGCCCTATGGGTTGTAAACTGCTTTTATTTAGGAAGAATCGCAAGTACCTGTACTTGTTTGAC 
GGTACTAAACGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCAAGCGTTA 
TCCGGAATCATTGGGTTTAAAGGGTCCGCACGCGGGCTATTAAGTCAGTGGTGAAATCTCTTGGCTTAAC 
CAAGAAATTGCCATTGAAACTACTAGTCTTGAATTCGGTCGAAGTGGGCGGAATGTGTCATGTAGCGGTG 
AAATGCATAGATATGACACAGAACACCGATAGCGAAGGCAGCTCACTAGGCCTGAATTGACGCTCAGGGA 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATCATTACTCGATAT 
CAGCGATATACAGTTGGTGTCTAAGCGAAAGTGATAAGTAATGCACCTGGGGAGTACGATCGCAAGGTTG 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCCATGATACGCGAGG 


AACCTTACCAGGGCTTAAATGCATTATGACAGGGGTGGAAACACCTTTTTCTTCGGACATTTTGCAAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTACCGCAACGAGCGCAACCCCTATC 
TTTAGTTGCTAGCAGGTAATGCTGAGGACTCTAGAGAAACTGCCAGCGCAAGCTGTGAGGAAGGCGGGGA 
CGACGTCAAGTCATCACGGCCCTTACGTCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGCAG 
CTACCACGTGAGTGGATGCGAATCTCGAAAGCCGATCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCA 
TGAAGCTGGAATCGCTAGTAATCGGGCATCAGCCATGGCGCGGTGAACACGTTCCCGGGCCTTGTGCACA 
CCGCCAGTCAAGCCATGGAAGSTGGGGGTACCTGAACTCGG 


>gi|219878115|ref|NR_025254.1| Alkanindiges illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete 
sequence 
TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAGATG 
GTGTGCTTGCACACTATTTTAGCGGCGAACGGGTGAGTAATGCCTAGGAATCTGCCCATTAGCGGGGGAC 
AACGTGTGGAAACGCACGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGACTCTTTGAGCCTTGC 
ACTAATGGATGAGCCTAGGTCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAG 
CGGGTCTGAGAGGATGATCCGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGT 
AAAGCACTTTAAGCGGGGAGGAGGCTACTGGTACTAATATTACCAGCTAGTGGACGTTACCCGCAGAATA 
AGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGAATTACTGGG 
CGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTC 
GATACTGGCAAGCTAGAGTATGGGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATC 
TGGAGGAATACCGATGGCGAAGGCAGCCTTCTGGCCTAATACTGACGCTGAGGTGCGAAAGCATGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGTCAACTAGCCGTTGGGGGATTTGATCC 
TTTAGTGGCGCAGCTAACGCGATAAGTTGAYCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGG 
TCTTGACATAGTGAGAATTGGGCAGAGATGCCCGAGTGCCTTCGGGAATTCACATACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCKTSAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTATTTGC 
CAGCACTTCGGGTGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAG 
TCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACACAGCG 
ATGTGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGG 
AATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTTTGTTGCACCAGAAGTAGGTAGTCTAACCTTAGGGGGGACGCTTACCACGGTGTGGCC 
GATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGYTGGATCACCTCCTT 


>gi|219873437|ref|NR_026099.2| Clostridium aldrichii strain P-1 16S ribosomal RNA, partial sequence 
CGGCGTGCTTAACACATGCAAGTCGAGCGGAAATACATTGAAGATTNATCGGATATGTATTTTAGCGGCG 
GACGGGTGAGTAACGCGTGGGCAATCTGCCTCACACAGGGGAATAACACTGGGAAACTAGTGCTAATACC 
GCATNATATAGTGAAGTGGCATCACTTTACTATCAAAGGAGCAATCCGGTGTGAGATGAGCCCGCGTCCG 
ATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCGACGATCGGTAGCCGAACTGAGAGGTTGATCGGCC 
ACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAA 
ACCCTGACGCAGCAACNCCGCGTGAAGGATGAAGGTTTTCGGATTGTAAACTTCTTTGATTGGGGACGAT 
AATGACGGTACCCAAAAAACAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAA 
GCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGGATGCAAGTCAGATGTGAAATTCCGAAG 
CTCAACTTCGGCGCTGCATCTGAAACTGTATCTCTTGAGTGCTGGAGAGGAAAGCGGAATTCCTAGTGTA 
GCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAACTGACGCT 
GAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACT 
AGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACACAATAAGTATCCCACCTGGGGAGTACGGC 
CGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAGGGCTTGACATACCANTGACGTACTTAGAGATAGGTATTCCCTTCGGGAC 
AATGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTGTTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAATCGGAG 
GAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGCTATT 
ACAGAGGGAAGCGAAGCCGCGAGGTGGAGCAAATCTCCAAAAATAGTCCCAGTTCAGATTGCAGGCTGAA 
ACTCGCCTGCATGAAGTCGGAATTGCTAGTAATGGCAGGTCAGCATACTGCCGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGAGAGTCTGCAACACCCGAAGTCAGTAGTCTAACTGTAAAGAGG 
ACGCTGCCGAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCT 
GGATCACCTCCT 


>gi|219873436|ref|NR_025250.1| Streptomyces humiferus strain DSM 43030 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTG 
GGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAAC 
GGGGTCTAATACCGGATACTGACCCTTGCAGGCATCTGCGAGGTTCGAAAGCTCCGGCGGTGAAGGATGA 
GCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCA 
GCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGG 
TTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGAT 
CGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTG 
GGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATCAGAGATG 


GTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAAGCCCTTCGGGGTGTTGGGGACTCACGG 
GAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGC 
TGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCG 
GTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
TTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCG 
AAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTC 


>gi|219857660|ref|NR_025249.1| Mycobacterium pinnipedii strain 6482 16S ribosomal RNA, partial sequence 
GGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGGCGAACGGGTGAGT 
AACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCA 
CGGGATGCATGTCTTGTGGTGGAAAGCGCTTTAGCGGTGTGGGATGAGCCCGCGGCCTATCAGCTTGTTG 
GTGGGGTGACGGCC TACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTG 
AGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAG 
CGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGGTCCGGGTTCT 
CTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCT 
CACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTG 
GTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGG 
GTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTT 
GTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATG 
GCCGGTACAAAGGGCCGCGATGCCGCGAGGTTAAGCGAATCCTTAAAAGCCGGTCTCAGTTCGGATCGGG 
GTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCC 


>gi|219857659|ref|NR_025248.1| Novosphingobium pentaromativorans strain US6-1 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCG 
GGTCTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTCGGTTCGGAATAACTCAGGGAAACTT 
GAGCTAATACCGGATAATGACTTCGGTCCAAAGATTTATTGCCGAGGGATGAGCCCGCGTAGGATTAGCT 
AGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGA 
TCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACA 
GTACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGT 
TCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTACTCAAGTCAGAGGTGAAAGCCCGGGGCTCAACC 
CCGGAACTGCCTTTGAAACTAGGTGACTAGAATCTTGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTGA 
AATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTGACTGGACAAGTATTGACGCTGAGGTGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTC 
CGGGCACATGGTGTTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGC 
AGAACCTTACCAGCGTTTGACATCCTGATCGCGGATTAGAGAGATCTTTTCCTTCAGTTCGGCTGGATCA 
GTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGTCCTTAGTTGCCATCATTTGGTTGGGCACTCTAAGGAAACTGCCGGTGATAAGCCGGAGGAAG 
GTGGGGATGACGTCAAGTCCTCATGGCCCTTACACGCTGGGCTACACACGTGCTACAATGGCGGTGACAG 
TGGGCAGCGAGTGCGCGAGCACAAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTC 
GAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTTGGTTTCACCCGAAGGTAGTGCGCTAACCGGCAACGGAGGCA 
GCTAACCACGGTGGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGG 
ATCACCTCCTT 


>gi|219857658|ref|NR_025247.1| Planococcus maritimus strain TF-9 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAACCCATTGGAGCTTGCTCCTTTGGTTT 
AGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGC 
TAATACCGAATAGTTTGCGGCCTCTCATGAGGCTGTACGGAAAGACGGTTTCGGCTGTCACTGCAGGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTT 
GTGAGGGAAGAACAAGTACCAACTAACTATTGGTACCTTGACGGTACCTCACCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGAC 
TTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCA 
GTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCA 
GCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCC 
GCTGACCGCCTAGGAGACTAGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAG 


TTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGCAAACCCGCGAGGGGGAGCCA 
ATCCCAGAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
TTTGTAACACCCGAAGTCGGTGGGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857657|ref|NR_025246.1| Microbulbifer elongatus strain DSM 6810 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGAACGGTCCTTCGGGACTTATTAGAGCG 
GCGGACGGGTGAGTAATGCATAGGAATCTGCCCAGTAGTGGGGGATAGCCCGGGGAAACCCGGATTAATA 
CCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGAGCCTATGTCGGAT 
TAGCTTGTTGGTGGGGTAACGGCCCACCAAGGCAACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAC 
CCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAGG 
CCCTAAAGTTAATACCTTTGGGGATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAGTT 
AAGCTGGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTCAGAACTGGCTGGCTAGAGTACGAGAG 
AGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGA 
CTGCCTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGTCTACTAGTCGTAGGGTTCCTTGAGGACTTTGTGACGCAGCTAACGCAATAAG 
TAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCACCGCGAAGACCCTTACCAGGTCTTGACATCCAGAGAACTTTCCAGA 
GATGGATTGGTGCCTTCGGGAGCTCTGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTTGTTGCCAGCGAGTAATGTCGGGAACTCAAAG 
GAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGACCTGGGC 
TACACACGTGCTACAATGGCAGGTACAGACGGTTGCGAATCCGCGAGGTGGAGCTAATCCGAGAAAACCT 
GTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAA 
TGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGA 
AGTGGCTAGTCTAACCTTCGGGGGGACGGTCACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAA 
GGTAGCCCTAGGGGAACCTGG 


>gi|219857656|ref|NR_025245.1| Erythrobacter flavus strain SW-46 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCCCTCTTTTAGAGGGAGTGGCGCACGGGT 
GCGTAACGCGTGGGAACCTGCCCTTAGGTTCGGAATAACTCAGAGAAATTTGAGCTAATACCGGATAATG 
TCTTCGGACCAAAGATTTATCGCCTTTGGATGGGCCCGCGTAGGATTAGATAGTTGGTGGGGTAATGGCC 
TACCAAGTCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAG 
TGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTC 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAA 
AGCGCACGTAGGCGGCTTTTCAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGAAAC 
TGGATGGCTAGAATACTGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAA 
GAACACCAGTGGCGAAGGCGACTCACTGGACAGTTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGCTTGGGCTCATGGAGCTTGGG 
TGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTG 
ACATCCTAGGACGGTTTCTGGAGACAGATTCCTTCCCTTCGGGGACCTAGTGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCAT 
CATTTAGTTGGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCATCTACAGTGAGCAGCGATCCCGCGAGGG 
TTAGCTAATCTCCAAAAGATGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCG 
CTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTTGGATTCACCCGAAGGCGGTGCGCTAACCTTTTAGGAGGCAGCCGACCACGGTGGGTTCAGCG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219857655|ref|NR_025244.1| Halobacillus salinus strain HSL-3 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCAGGAAGCGAGTTGATCCCCTTCGGGGGT 
GACGCTCGTGGAATGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGATCGGAATAACT 
CCGGGAAACCGGAGCTAATGCCGGGTAACATGTTCCTTCGCATGAAGGAACATTAAAAGATGGCTTCTCG 
CTATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATG 
CGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGG 
ATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTACCGTGCGAATAGAACGGTACCTTGACGGTACCTAAC 
GAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGGCCACGGCTCAACCGTGGAGGGC 
CATTGGAAACTGGGGAACTTGAGGACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAG 
ATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTTTCTGACGCTGAGGTGCGAAAGCGTG 
GGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGCTT 
CCACCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCAGGTCTTGACATCTTTGGACCACCCTAGAGATAGGGTCTTCCCTTCGGGGACCAAATGACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTT 
AGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACG 


TCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGCAGCGAAG 
CCGCGAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAA 
GCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCGAAGGT 
GGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857654|ref|NR_025243.1| Cedecea davisae strain DSM 4568 16S ribosomal RNA, partial sequence 
CGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATAC 
CGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGAACCCAGATGGGATT 
AGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGC 
ATTAAGGTTAATAACCTYRGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTA 
AGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAAGCTTGAGTCTTGTAGA 
GGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGC 
CCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGT 
CGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAG 
ATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGA 
GACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTA 
CACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATG 
CTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAG 
TAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTACCAAGG 
TAA 


>gi|219857653|ref|NR_025242.1| Ralstonia insidiosa strain AU2944 16S ribosomal RNA, partial sequence 
CTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCATGATCTAGCTTGCTAGATTGATGGCGAGTGG 
CGAACGGGTGAGTAATACATCGGAACGTGCCCTGTAGTGGGGGATAACTAGTCGAAAGATTAGCTAATAC 
CGCATACGACCTGAGGGTGAAAGTGGGGGACCGCAAGGCCTCATGCTATAGGAGCGGCCGATGTCTGATT 
AGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACC 
CTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATC 
GCACTTACTAATATTAGGTGTGGATGACGGTACCGGAAGAATAAGGACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGCA 
AGACCGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTGGTGACTGCACGGCTAGAGTGTGTCAGA 
GGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGC 
CCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAAGTT 
GACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGA 
TGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGAGA 
TGCATTAGGTGCTCGAAAGAGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCTACGAAAGGGCACTCTAGAGAGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACA 
CGTCATACAATGGTGCATACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAATGCATCGTA 
GTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGC 
GGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTAGT 
TAGCCTAACCGCAAGGGGGGCGATTACCACGGCAGG 


>gi|219857652|ref|NR_025241.1| Bacillus aquimaris strain TF-12 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATTGATGGGAGCTTGCTCCCTGATATCA 
GCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGATTGGGATAACTCCGGGAAACCGGGGCT 
AATACCGAATAATTCATTTCCTCGCATGAGGAAATGTTGAAAGGTGGCTTTTAGCTACCACTTACAGATG 
GACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTT 
GTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCG 
CGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGA 
ACTTGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACAC 
CAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTG 
CAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CTCTGACAACCCTAGAGATAGGGCTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTC 
AGTTGGGCACTCTAAGATGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGC TACACACGTGCTACAATGGACGGTACAAAGGGCAGCAAGACCGCGAGGTTTAGC 
CAATCCCATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 


AGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857651|ref|NR_025240.1| Bacillus marisflavi strain TF-11 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATCGATGGGAGCTTGCTCCCTGAGATCA 
GCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCT 
AATACCGGATAACACCTACCCCCGCATGGGGGAAGGTTGAAAGGTGGCTTCGGCTATCACTTACAGATGG 
ACCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTG 
TTAGGGAAGAACAAGTGCCGTTCGAATAGGGCGGCGCCTTGACGGTACCTAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGC 
GCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAA 
CTTGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACC 
AGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGC 
AGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
TCTGACAACCCTAGAGATAGGGCTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCA 
GTTGGGCACTCTAAGATGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGCAAGACCGCGAGGTTTAGCC 
AATCCCATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857650|ref|NR_025239.1| Thioalkalispira microaerophila strain ALEN 1 16S ribosomal RNA, partial 
sequence 
GCGGCATGCCTAACACATGCAAGTCGANCGGTNNCAGGGGCTTCGGGCCCGCTGACGAGTGGCGGACGGG 
TGAGTAATGCATAGGAATCTGTCNAGTAGTGGGGGACAACCTGGGGAAACTCAGGCTAATACCGCATACG 
CCCTACGGGGGAAAGTGGGGGACCTTGGGACCTCACGCTATTGGATGAGCCTATGTCAGATTAGCTAGTT 
GGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCAACACTGGTACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCA 
GCAATGCCGCGTGTGTGAAGAAGGCTGCGGGTTGTAAAGCACTTTCAGTTGGGAGGAAAAGCTGAGGCTT 
AATACGCCTTAGTCTTGACNNNACCTTCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAT 
ACGGAGGGTGCAACGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTCGGATGT 
GAAAGCCCCGGGCTCAACCTGGGAATTGCATTCGATACTGGCAGACTAGAGTATGGTAGAGGGAAGTGGA 
ATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACC 
AATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGTCAACTAGTTGTTGGAGAGGTAGACCTCTTAGTACCGCAGCTAACGCGATAAGTTNACCGCCTA 
GGGAGTACGGCCGCAAGGTTRAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTCAGAACTTGTCAGAGATGACTTGGT 
GCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGTAACGAGCGCAACCCTTATCCATAGTTGCCAGCGAGTAATGTCGGGAACTCTATGGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCT 
ACAATGGTCGGTACAGAGGGTTGCCAAACCGCAAGGTGGAGCTAATCTCTTAAAACCGATCGTAGTCCGG 
ATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTGTACCAGAAGTCGCTAGTCT 
AACCTTCGGGAGGACGGTGCCCACGGTGTGGTC 


>gi|219857649|ref|NR_025238.1| Mycobacterium africanum strain ATCC 25420 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGG 
CGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGGATAGGACCACGGGATGCATGTCTTGTGGTGGAAAGCGCTTTAGCGGTGTGGGATGAGCCCGCGGCC 
TATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGC 
CACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGA 
AGGTCCGGGTTCTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTT 
GTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAG 
ACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTC 
TGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTAC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGA 
TAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCAC 
ACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCCTTAAAAGCCGGTCTC 
AGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCC 


AGTGGCCTAACCCTCGGGAGGGAGCTGTCGAAG 


>gi|219857648|ref|NR_025237.1| Mycobacterium scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGG 
CGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGGATAGGACCACTTGGCGCATGCCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTA 
TCAGCTAGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCA 
CACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAG 
GCTCACTTTGTGGGTTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCG 
TGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC 
AGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGT 
GGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGC 
GTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATG 
CTACAATGGCCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTG 
GCCTAACCCTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTA 


>gi|219857647|ref|NR_025236.1| Mycobacterium tokaiense strain ATCC 27282 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTGCTCGAGTGGCG 
AACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GAATAGGACCACGGCATTCATGTGCTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACA 
CTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGACGAAGCG 
CGAGTGACGGTAGGTACAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCC 
GAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCAC 
AGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTA 
CTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGTGCCTAGAGATAGGTATTCCCTTGTG 
GCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCC 
GGTACAAAGGGCTGCGATGCCGTAAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGT 
CTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCT 
TGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAA 


>gi|219857646|ref|NR_025235.1| Mycobacterium poriferae strain ATCC 35087 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTRCTCGAGTGG 
CGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGAATAGGACTCCGGACTGCATGGTCTGGGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCA 
CACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAG 
CGCAAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTC 
ACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGA 
CGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGG 
TACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATT 
CGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGACTGCAGAGATGTGGTTTCCCTTG 
TGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
CCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGG 
GTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCC 
TTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTA 


>gi|219857645|ref|NR_025234.1| Mycobacterium microti strain ATCC 19422 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGG 
CGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGGATAGGACCACGGGATGCATGTCTTGTGGTGGAAAGCGCTTTAGCGGTGTGGGATGAGCCCGCGGCC 
TATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGC 
CACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGA 
AGGTCCGGGTTCTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTT 
GTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAG 
ACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTC 
TGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTAC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGA 
TAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCAC 
ACATGCTACAATGACCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCCTTAAAAGCCGGTCTC 
AGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCC 
AGTGGCCTAACCCTCGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTA 
GCCGTACCGGAAGG 


>gi|219857644|ref|NR_025233.1| Mycobacterium brumae strain ATCC 51384 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTTCGGGTGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGG 
ATATTTCCTATCGATCGCATGGTTGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACAC 
TGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGACGAAGCGC 
AAGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCG 
AGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTCCGTGAAAACTCACA 
GCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTAC 
TAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGACTGCAGAGATGTGGTTTCCCTTGTGG 
CCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCG 
GTACAAAGGGCTGCGATGCCGTAAGGCGGAGCGAATCCTTCTAAAGCCGGTCTCAGTTCGGATCGGGGTC 
TGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTT 
GTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTA 


>gi|219857643|ref|NR_025232.1| Microbulbifer salipaludis strain SM-1 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGAACGGTCCTTCGGGACTTATTAGAGCG 
GCGGACGGGTGAGTAATGCATAGGAATCTGCCCAGTAGTGGGGGATAGCCCGGGGAAACCCGGATTAATA 
CCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGAGCCTATGTCGGAT 
TAGCTTGTTGGTGGGGTAATGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAC 
CCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAGG 
CCTGTAAGTTAATACCTTGCAGGATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAGTT 
AAGCTGGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTCAGAACTGGCTGGCTAGAGTACGAGAG 
AGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGA 
CTGCCTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGTCTACTAGTCGTAGGGTTCCTTGAGGACTTTGTGACGCAGCTAACGCAATAAG 
TAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGAGAACTTTCTAGA 
GATAGATTGGTGCCTTCGGGAACTCTGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAAG 
GAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTCCTGGGC 
TACACACGTGCTACAATGGTTGGTACAGACGGTCGCTAAGCCGCGAGGTGGAGCTAATCCGAAAAAACCA 
ATCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAA 
TGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGA 
AGTGGCTAGTCTAACCTTCGGGGGGACGGTCACCACGGAGTGATTCATGACTGGGGTGAAAGTCGTAACA 
AGGTAGCCCTAGGGGAACCTGG 


>gi|219857642|ref|NR_025231.1| Amycolatopsis palatopharyngis strain 1Bdz 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTTTCGGGGTGGATTAGTGGCG 
AACGGGTGAGTAACACGTGGGTAATCTGCCCTGTACTTTGGGATAAGCCTTGGAAACGAGGTCTAATACC 
GGATATGACCCCACATCGCATGGTGTGGGGTGGAAAGCTCCGGCGGTACGGGATGAGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCC 
TTTCGGGGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCGGCCGTGAAAAC 
TGGAGGCTTAACCTCCAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTG 
GGCGCTAGGTGTGGGCGACTTCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGAAACCGGCAGAGATGTCGGCCCCCTT 
GTGGCCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATCCTGTGTTGCCAGCGCGTAATGGCGGGGACTCGCGGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATG 
GCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCA 
GTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCACGGCCCAACCT 
TTCGGGGAGGGAGTGGTCGAAGGTGGG 


>gi|219857641|ref|NR_025230.1| Megasphaera micronuciformis strain AIP 412.00 16S ribosomal RNA, partial 
sequence 
GAAAGCTTGCTTTTTCTACAATCTAGTGGCAAACGGGTGAGTAACGCGTAAACAACCTGCCCTACGGATG 
GGGACAACAGCTGGAAACGGCTGCTAATACCGAATACGTTCCGAAAGTCGCATGACTGTCGGAAGAAAGG 
ATGGCCTCTATTTATAAGCTATCGCCGGAGGAGGGGTTTGCGTCTGATTAGCTAGTTGGAGGGGTAACGG 
CCCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGAACTGAGACACGGTCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTG 
AGTGAAGACGGCCTTCGGGTTGTAAAGCTCTGTTATACGGGACGAATAATCTTGTGGTTAATACCCATAA 
GAAGTGACGGTACCGTAAGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGCTTCTTAAGTCTGTCTTAAAAGTGCGG 
GGCTTAACCCCGTGATGGGATGGAAACTGGGAAGCTCAGAGTATCGGAGAGGAAAGCGGAATTCCTAGTG 
TAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGCTTTTCTGGACGAAAACTGAC 
GCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGT 
ACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTAC 
GGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCG 
ACGCAACGCGAAGAACCTTACCAAGCCTTGACATTGATCGCAAGGAGTAGAGATACTCTGTTCTTCTTCG 
GAAGACGAGAAAACAGGTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTATCTTCTGTTACCAGCACGTAAAGGTGGGGACTCAGGAGAGACTGCCGCAGACAA 
TGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGGCTTGGGCTACACACGTACTACAAT 
GGCTCTTAATAGAGGGAAGCGAAGGAGCGATCCGGAGCAAACCCCAAAAACAGAGTCTCAGTTCGGATTG 
TAGGCTGCAACTCGCCTACATGAAGCAGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCATTCACACCCGAAGCCGGTGAGGTAACC 
GCAAGGAGCCA 


>gi|219857640|ref|NR_025229.1| Tenacibaculum skagerrakense strain D30 16S ribosomal RNA, partial sequence 
GGCTCAGGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACAGGGTGCTTGCACCGCT 
GACGACCGGCGAACGGGTGCGTAACGCGTATAGAATCTGCCTTGTACAGGAGGATAGCCTTTAGAAATGA 
AGATTAATACTCCATAGTGTATTGAAGTGGCATCACCTTTTTTACTAAAGATTTATTGGTACAAGATGAC 
TATGCGTCCTATTAGCTAGATGGTAAGGTAACGGCTTACCATGGCTACGATAGGTAGGGGGTCTGAGAGG 
ACTATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTC 
AATGGAGGCAACTCTGAACCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTA 
TACGGGAAGAAACAGTCCTACGTGTAGGACCTTGACGGTACCGTAAGAATAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCG 
GTCAATTAAGTCAGAGGTGAAATCCCATAGCTTAACTATGGAACTGCCTTTGATACTGGTTGACTTGAGT 
TATACGGAAGTAGGTAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCGATTGCG 
AAGGCAGCCTACTACGTATATACTGACGCTCATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGGACACTAGTTGTTGGAATTATTCAGTGACTAAGCGAAAGTAATAAG 
TGTCCCACCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGAGTGACAGGTCTAG 
AGATAGATTTTTCTTCGGACACTTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCA 
GGTTAAGTCCTATAACGAGCGCAACCCTTATCGTTAGTTGCCAGCAAGTAAAGTTGGGGACTCTAGCGAG 
ACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTAC 
ACACGTGCTACAATGGTATGGACAATGAGCAGCCACAACGCGAGTTGGAGCGAATCTATAAACCATATCA 
CAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGA 
TCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGT 
CGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTAGTAACTAGGGCTAAGTCGTAACAAGGTAGCC 


>gi|219857639|ref|NR_025228.1| Pseudomonas koreensis strain Ps 9-14 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGAAAGGAGCTTGCTCCTGGATTCAGCGGCG 


GACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCG 
CATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAG 
CTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACT 
GGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGTT 
GTAGATTAATACTCTGCAATTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCG 
CGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAG 
TTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTATGGTAGAGG 
GTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCA 
CCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGAT 
GGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTAC 
ACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCACAAAACCGATC 
GTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGT 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGT 
AGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTG 


>gi|219857638|ref|NR_025227.1| Pseudomonas umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGAAGAGAGCTTGCTCTCTGATTCAGCGGCG 
GACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTCTCGAAAGGGACGCTAATACCG 
CATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAG 
CTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACT 
GGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCA 
GTAAATTAATACTTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCG 
CGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAG 
TTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACAAGCTAGAGTATGGTAGAGG 
GTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCA 
CCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGAT 
GGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTAC 
ACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGATC 
GTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGT 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGT 
AGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTG 


>gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis strain Pss 26 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGAGAGGAGCTTGCTCCTTGATTCAGCGGCG 
GACGGGTGAGTAATGCCTAGGAATCTGCCTGATAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCG 
CATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAG 
CTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACT 
GGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCT 
GCAAGTTAATACCTTGTAGTTTTGACGTTACCAACAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCG 
CGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAG 
TTGGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTCCAAAACTGGCTGACTAGAGTACGGTAGAGG 
GTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCA 
CCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGTCGACTAGCCGTTGGGATCCTTGAGATCTTAGTGGCGCAGCTAACGCGATAAGTCG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCCGGAATCCTGCAGAGAT 
GCGGGAGTGCCTTCGGGAATCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTAAGGTGGGCACTCTAAGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTAC 
ACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGATC 
GTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGT 
CACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGT 
AGCTAGTCTAACCGCAAGGGGGACGGTTACCACGGAGTGATTCATGACTGGGGT 


>gi|219857636|ref|NR_025225.1| Mycobacterium parmense strain MUP 1182 16S ribosomal RNA, complete 
sequence 

TGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGG 
TCTCTTCGGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTTCGGGATA 
AGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACTTGACGCATGTCTTGTGGTGGAAAGCTTTTTGC 
GGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAG 


CCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGT 
AAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGT 
TTGTCGCGTTGTTCGTGAAAACCGGGGGCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTAC 
TGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA 
GGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACG 
CATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACG 
CCGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACT 
CGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCC 
AGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTTA 
AAGCCGGTCTCAGTTCGGGATCGGGGTCTGCAACTCGACCCCGTGAAAGTCGGAGTCGCTAAGTAATCGC 
AGATCAAGCAACGCTGNCGGTGAATACGTTCCCGGGGCCTTGTACACACCGCCCGTCACGTCATGAAAAG 
TCGGTAACACCCGGAAGCCAAGTGGCCTAACCTTTTTGGAGGGAAGCTGTCGAAGGTTGGGATCGGCNAT 
TTGGGAACNAAGTCCTNAACAAGGTAACCGTTACCCGGAAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857635|ref|NR_025224.1| Prauserella halophila strain YIM 90001 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGCTGAAGCAT 
CTTCGGGTGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCTTGTACTCTGGGATAAGC 
CTTGGAAACGGGGTCTAATACCGGATAGGACCATTCCTCGCATGGGGGGTGGTGGAAAGCTCCGGCGGTA 
TGAGTTGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGG 
CCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCGCCAGGGACGAAGGGTGATACTGACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGT 
GTCGCGTCTGCCGTGGAAACCTACAGCTTAACTGTGGGCGTGCGGTGGATACGGGCATCACTTGAGTTCG 
GCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG 
GCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGTGCTGTCCACGCACTCCGTGCCGTAGCTAACGC 
ATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGATTG 
CTGCAGAGATGTGGTTTTCTTCGGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGCGTTGCCAGCACGTAATGGTGGGGACTCG 
TGGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGCTGGTACAGAGGGTGGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAG 
CTGGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACAC 
CCGAAGCCCATGGCCCAACTCTGCGGAGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCG 
TAACAAGGTAGCCNNNNNNNNNNNTGCGGCTGGATCACCTCCTT 


>gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus strain ALC-2 16S ribosomal RNA, partial sequence 
GGCGGCATGCCTAACACATGCAAGTCGAACGATCCCTTCGGGGATAGTGGCGCACGGGTGCGTAACGCGT 
GGGAACCTGCCCTTAGGTTCGGAATAACTCAGAGAAATTTGAGCTAATACCGGATAATGTCTTCGGACCA 
AAGATTTATCGCCTTTGGATGGGCCCGCGTTGGATTAGCTAGTTGGTGGGGGTAAAGGCCTACCAAGGCG 
ACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGC 
CTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCCCCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTA 
GGCGGCCTTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTCAAACTGGGAGGCTA 
GAATCTTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGT 
GGCGAAGGCGACTCGCTGGACAAGTATTGACGC TGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGTTCATGGAACTTGGGTGGCGCAGCT 
AACGCATTAAGTTATCCGCCTGGGGCGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATCCTAGG 
ACGGCTTCTGGAGACAGATTCCTTCCCTTCGGGGACCTAGAGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCATCATTCAGTTG 
GGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT 
ACAGGCTGGGCTACACACGTGCTACAATGGCAACTACAGTGGGCAGCTATCCCGCGAGGGTGCGCTAATC 
TCCAAAAGTTGTCTCAGTTCGGATTCTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGG 
ATTCACCCGAAGGCAGTGCGCTAACCGCAAGGAGGCAGCTGACCACGGTGGGTTCAGCGACTGGGGTGAA 
GTCGTAACAAGGTA 


>gi|219857633|ref|NR_025222.1| Albidovulum inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGAGGACTTCGGTCCTAGCGGCGGACGGGTGAGTAACGCGT 
GGGAACGTGCCCAGAGGTACGGGATAGCCCAGGGAAACTTGGAGTAATACCGTATGAGCCCTACGGGGGA 
AAGATTTTATCGCCTTTGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCG 
ACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATCTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGCGATGAAGGC 
CTTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTC 


CGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTA 
GGCGGACTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTCAAAACTCCCAGTCTG 
GAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGT 
GGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCGGGCAGCATGCTGTTCGGTGTCGCACCTA 
ACGGATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATGGGGGTC 
GCGGGCCCAGAGATGGGCCTTTCAGTTCGGCTGGACCCCACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACCCTTAGTTGCCAGCGCCTCGGGCG 
GGCACTCTAGGGGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTT 
ACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAGCTGTCTCAGTTCG 
GATTGTCCTCTGCAACTCGAGGGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGACGGTGCGC 
CAACCTCGCAAGAGGAGGCAGCCGGCCACGGTGGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTAGGGGAA 


>gi|219857632|ref|NR_025221.1| Rubritepida flocculans strain H-8 16S ribosomal RNA, partial sequence 
GGCGGAATGCTTAACACATGCAAGTCGTACGGGCAGCTTCGGCTGTCAGTGGCGGACGGGTGAGTAACGC 
GTAGGAACGTGTCCTGTGATGGGGGATAACGCTGGGAAACTGGCGCTAATACCGCATATCTCCTGAGGGG 
GAAAGCCGCGAGGCGTCATGGGAGCGGCCTGCGTCCGATTAGGTAGTTGGTGGGGAAAGGCCTACCAAGC 
CTTCGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATTCCGCGTGGGTGAAGAAG 
GTCTTCGGATTGTAAAGCCCTTTCGGCAGGGACGATGATGACGGTACCTGCAGAAGAAGCCCCGGCTAAC 
TTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCG 
TAGGCGGTTTACACAGTCAGGCGTGAAATTCCTGGGCTTAACCTGGGGGCTGCGTTTGATACGTGTAGAC 
TTGAGGGTGGAAGAGGCTCGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCG 
GTGGCGAAGGCGGCGAGCTGGTCCATTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCTGTAAACGATGTGCGCTGGATGTTGGGGGGCTTAGCCCTTCAGTGTCGTAG 
CTAACGCGATAAGCGCACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATCCGT 
CGAACTTCGCAGAGATGCGTTGGTGCCCGCAAGGGAGCGGCGAGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATGTTTG 
GGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATGAGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGTCGCGAGGCCGAGCC 
GATCCCTAAAAGCCGTCTCAGTTCAGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTA 
ATCGCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TTGGTTCTACCTTAAGTGTCTTGGCTAACCGCGAGGAGGCCGGTCACCACGGTAGGGTCAGCGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGA 


>gi|219857631|ref|NR_025220.1| Rubrobacter taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
CCCTTCGGGGTGAGTAAAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCCTCGCAGGGGGATAA 
CCGGGGGAAACTCCGGCTAATACCCCGTACGCTTGCCGGGGCGCATGCTCCGGCAAGGAAAGGTAGCTTC 
GGCCATCCGGCGAGGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACG 
ATGCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTCGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGTGTGAGCGAAGAAGGCCTT 
CGGGTTGTAAAGCTCTGTTGTCGGGGACGAAGGGCGAAGGGTTAATAGCCCCTAGCCTGACGGTACCCGG 
CGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATC 
ATTGGGCGTAAAGAGCGCGTAGGCGGCCTGGTAAGTCTGCTGTGAAATCTCGGGGCTCAACCCCGAGCGT 
GCAGTGGATACTGCCAGGCTAGAGGGTGGTAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGCA 
GATATCGGGAGGAACACCAGCGGCGAAGGCGGCTCTCTGGGCCACTCCTGACGCTGAGGCGCGAAAGCTA 
GGGGAGCGAACAGGATTAGATACCCTGGTAGTCCTAGCCGTAAACGATGGGCACTAGGTGTGGGGGGAGT 
CGAATCTCTCCGTGCCGAAGCTAACGCGTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTTCTTTAATTCGATGCAACGCGAAGAACCT 
TACCTGGGCTTGACATGGGGC TGCAAGCGCACGGAAACGTGTGATCCTTCGAGGGTGCCCCACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGCCCTG 
TGTTGCCAGCATTGAGTTGGGGACTCACAGGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACG 
TCAAGTCATCATGGCCCTTACGCCCAGGGC TAGAAACGTGCTACAATGGCCGGTACAATGGGCTGCGATG 
CCGTGAGGTGGAGCGAATCCCATCAAAGCCGGTCTAAGTTCGGATTGGAGTCTGCAACTCGACTCCATGA 
AGGCGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCACGGGAGTAGGCAATGCCCGAAGCGGGTGCGGCCAACCCCTTTTCAGGGGAGGCGGCTCG 
CGAAGGTAGGGCCTGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCTGAAGGTGCGGCTGGATCAC 
cTCccTT 


>gi|219857630|ref|NR_025219.1| Streptomonospora alba strain YIM 90003 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCG 
AACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCCGGGGAAACCCGGTCTAATACC 
GGATAGGGACGCCTCGTCGCATGGCGGGGTGTGGAAAGGTTTTTTCCGGTCAGGGAGGGGCTCGCGGCCT 
ATCAGCTTGTTGGTGGGGTGAAGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGA 
AGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCGACGCA 
GGCCCGCGCTTCTGTGCGGGTTGACGGTAGGTGGGGAATAAGGACCGGCCAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTGTGTCGCGT 
CTGCTGTGTAAGTCCGGGGCTTAACTCCGGTTTGGCAGTGGATACGGGCATGCTAGAGGTAGGCAGGGGA 


GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCT 
CTGGGCCTTACCTGACGTTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCTGTAAACGTTGGGCGCTAGGTGTGGGGACCTTCCACGGTTTCCGTGCCGTAGCTTAACGCATTAAGCG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATGCCGGGAAATCCTCCGGAG 
ACGGGGGGTGCCTTCGGGCGTTCCGGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTGGTGGTGGGGACTCATGGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTG 
CAAACATGCTACAATGGCCGGTACAGTGGGCGTGCGATGCCGTGAGGCGGAGCGAATCCCTAAAAGCCGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAA 
CGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGA 
AACGTGCGGCCTAACCCTTCGGGGAGGGAGTGCGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAAC 
GAGGTAGCCGTACGGAA 


>gi|219857629|ref|NR_025218.1| Paracoccus zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial 
sequence 
GCGGCAGGCTTAACACATGCAAGTCGAGCGAGGTCTTCGGACCTAGCGGCGGACGGGTGAGTAACGCGTG 
GGAACGTGCCCTTTGCTACGGAATAGTCCCGGGAAACTGGGTTTAATACCGTATGTGCCCTACGGGGGAA 
AGATTTATCGGCAAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGAC 
GATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCC 
TAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGG 
CGGACTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTCCAAAACTATCAGTCTGGA 
GTTCGAGAGAGGTGAGTGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTCGGTGGAACACCAGTGG 
CGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGTTGCATGCAATTCGGTGACACACCTAAC 
GGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCCTGGACA 
TCCCGAGAGATCGGGCTTTCACTTCGGTGACCAGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCCTAGTTGCCAGCATTCAGTTGGGCAC 
TCTATGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGG 
TTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTG 
TCCTCTGCAACTCGAGGGCATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCGCTAACC 
CTTCGGGGAGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGG 
AACC 


>gi|219857628|ref|NR_025217.1| Swaminathania salitolerans strain PA 51 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGACCTTTCG 
GGGTGAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTATCCACGGGTGGGGGATAACACCGGGAAACTG 
GTGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTCGATTAG 
CTTGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAAGCAGTGGGGAATATTGGACAATGGGCGCAAGCC 
TGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATG 
ACGGTACCCGTAGAAGAAGCCCCGGCTACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTT 
GCTCGGAATGACTGGGCGTAAGGGCGTGTAGGCGGTTTGCACAGTCAGATGTGAAATTCCAGGGCTTAAC 
CTTGGGGCTGCATTTGATACGTGTAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGT 
TGGGTAACTTGGTTACTCAGTGTCGAAGCTAACGCGCTAAGCACACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
AAGAACCTTACCAGGGCTTGACATTGGGAGGCTTGTATTCAGAGATGGGTATTTCCCGCAAGGGGACCTT 
CTGCACAGGTGCTGCATTGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCGCCTTTAGTTGCCAGCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAG 
GAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTG 
ACAGTGGGAAGCTAGATGGTGACATCGTGCCGATCTCTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCA 
ACTCGAGTACATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCTGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCCGAAGCCGGTGAGCGAACCGCAAGGAC 
GCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGT 


>gi|219857627|ref|NR_025216.1| Nocardia caishijiensis strain F829 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGG 
GTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATA 
TGACCTTGGACTGCATGGTCTTTGGTGGAAAGATTTATCGGTACAGGATGGGCCCGCGGCCTATCAGCTT 
GTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGAT 
GCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGGGCAACT 
GACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCG 
TTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTCGTCGCGTCTTCTGTGAAAACTTGGGGCTC 
AACCCCAAGCTTGCAGGGGATACGGGCGGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCG 
GTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAG 


AAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGG 
TGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAACACCAAGAGATTGGTGCCCCCTTGTGGTTGG 
TGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTATCTTATGTTGCCAGCGCGTTATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTAC 
AGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAA 
CTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGG 
AGGGAGCCGTCGAAGGTGGGATCGGC 


>gi|219857626|ref|NR_025215.1| Desulfovibrio hydrothermalis strain AM13 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGATTGAACGCTGGTGGCGTGCTTAACACATGCAAGTCGTGCGAGAACGTCTTCTTCGG 
AAGATTAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATAATCTGCCTTTGAGATTGGGATAACAGTTG 
GAAACGACTGCTAATACCGAATACGTTTCATATTTAACTTTATGAGAGAAAGATGGCCTCTGCTTGCAAG 
CTATCGCTCAGAGATGAGTCCGCGTTTCATTAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCGACGATG 
AATAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCATGTGAGGGATGAAGGCTTTCGG 
GTCGTAAACCTCTGTCAGGAGGGAAGAAACTGTTAGGGATTAATACTCTCTTTCACTGACGGTACCTCCA 
GAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTA 
CTGGGCGTAAAGCGCGCGTAGGCGGCCTTATAAGTCAGGTGTGAAAGCCCTCGGCTCAACCGGGGAATTG 
CACTTGATACTGTAAAGCTTGAGTATCGGAGAGGATGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAG 
ATATCTGGAGGAACACCAGTGGCGAAGGCGGCCATCTGGACGATAACTGACGCTGAGGTGCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGATGTCGGGGGTTAA 
CCCCTTCGGTGTCGAAGTTAACGCGATAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTGGACTTGACATCCTGCGAATCCTTTAGAAATAGAGGAGTGCCCTTCGGGGAATGCAGTGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCACT 
AGTTGCCATCACATAATGGTGGGCACTCTAGTGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGA 
CGTCAAGTCATCATGGCCCTTACGTCCAGGGCTACACACGTACTACAATGGTGGATACAAAGGGTCGCGA 
AGCCGCGAGGTGAAGCCAATCCCAGAAAGTCCATCCCAGTCCGGATCGCAGTCTGCAACTCGACTGTGTG 
AAGTTGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCACGAAAGCTGGTTCTACCCGAAATCGACAGACTAACCTTCGGGAGGTAGTCGCCTACGG 
TAGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACC 


>gi|219857625|ref|NR_025214.1| Mycobacterium marinum strain ATCC 927 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCT 
CTTCGGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGCGATCTGCCCTGCACTTCGGGATAAGC 
CTGGGAAACTGGGTCTAATACCGGATAGGACCACGGGATTCATGTCCTGTGGTGGAAAGCTTTTGCGGTG 
TGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGG 
CCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCACCATCGACGAAGGTTCGGGTTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCG 
TAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGAC 
TAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCG 
GTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGT 
AGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGC 
ACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGG 
TGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCC 
TTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAA 
TCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAA 
TCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAG 
TCGGTAACACCCGAAGCCAGTGGCCTAACCTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGA 
CGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857624|ref|NR_025213.1| Pseudonocardia chloroethenivorans strain SL-1 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCTCTTCGGGGGTACACGAGCGG 
CGAACGGGTGAGTAACACGTGGGTGACCTGCCCTCAGCTCTGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGGATAGGACTACTGGCCGCATGGTTGGTGGTGGAAAGTTTTTTCGGCTGGGGATGGGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAA 
GCCTGACGCAGCAACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGATCGGGACGAAG 
CTTTTGTGACGGTACCGGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGCGTCGATCGTGAAAACTT 
AGGGCTTAACTCTGAGCTTGCGGTCGATACGGGCATCACTTGAGTTCGGCAGGGGAGACTGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGGTACTG 


ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGG 
GCGCTAGGTGTGGGGGCCATTCCACGGTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAAT 
CCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACCAGACGCTGCCAGAGATGGTAGTTCCCTT 
GTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTGATGGCGGGGACTCATGGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATG 
GCCAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGGG 
GTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCC 
CTTGTGGGAGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACG 


>gi|219857623|ref|NR_025212.1| Streptomyces speibonae strain PK-Blue 16S ribosomal RNA, partial sequence 
GAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACC 
TTCGGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCC 
CTGGAAACGGGGTCTAATACCGGATACTGAACCGTCTGGGCATCCAGGCGGTTCGAAAGCTCCGGCGGTG 
CAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGG 
CCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGT 
CGCGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTA 
GGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCG 
GATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATT 
AAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACATC 
CAGAGATGGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGA 
CTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGT 
CTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAA 
AAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAG 
ATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTA 
ACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGA 
AGTCGTAACAAGGTATCCGT 


>gi|219857622|ref|NR_025211.1| Carnobacterium pleistocenium strain FTR1 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGCTTTGACTTCACCGGGTGCTTGCACCCAC 
CGAAGTCAAGGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAACATTCG 
GAAACGGATGCTAATACCGCATATTTCTAAACGTCACATGACGAATAGAAGAAAGGTGGCTTCGGCTACC 
GCTTATGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGATGATACGTAG 
CCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTA 
GGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGGATCGT 
AAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAACTGCTCATCCCCTGACGGTATCTAACCAGAAA 
GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGC 
GTAAAGCGAGCGCAGGCGGTTCTTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAAGGTCATTGG 
AAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGT 
GGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCC 
TTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGG 
TCTTGACATCCTTTGACAACCCTAGAGATAGGGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTATTAGTTGC 
CAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAAT 
CATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTCGCAAAGTCGCGA 
GGCTAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTGCATGAAGCCGGA 
ATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAC 
ACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCCTTTTGGGAGCCAGCCGCCTAAGGTGGGAC 
AGATAATTGGGGTGAA 


>gi|219857621|ref|NR_025210.1| Cellvibrio fulvus strain NCIMB 8634 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTTGAGGGT 
AGCTTGCTACCCGATGCAGCGGCGGACGGGTGAGTAATACATGGGAATCTGCCTGGTAGTGGGGGACAAC 
GTTTCGAAAGGAACGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGGGATCTTCGGACCTCTCGCTA 
TCAGATGAGCCCATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGG 
TCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGTTGCCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGCCTTAGGGTTGTAAAGCACT 
TTCAGTGGGGAGAAAGGTAATTCACTTAATACGTGAGTTAATTGATGTTACCCACAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CACGTAGGTGGTTTGTTAAGCCAGCTGTGAAATCCCCGGGCTCAACCTGGGCACTGCAGTTGGAACTGGC 
AAGCTAGAGTAGGGTAGAGGGGTGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAAC 
ATCAGTGGCGAAGGCGACACCCTGGACTCATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGA 


TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGC 
GCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGACCCTTACCAGGACTTGACAT 
CCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTA 
ATGGCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTACGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCCAAACCGCGAGGTGGAG 
CTAATCCCGTAAAACCGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGTAAATCAGAACGTTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGCAAAAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACTTTGTGATTCATGACTG 
GGGTGAAGTCGTAACAAGGTATCC 


>gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris strain NCIMB 8633 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGAAAGTTC 
TTCGGAATGAGTAAAGCGGCGGACGGGTGAGTAATACATGGGAATCTGCCTGGTAGTGGGGGACAACGTT 
TCGAAAGGAACGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGGGATCTTCGGACCTCTCGCTATCA 
GATGAGCCCATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGGTCT 
GAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATAGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCAC 
TTTCAGTGGGGAGAAAGGTCATTCACCTAATACGTGAGTGAATTGATGTTACCCACAGAAGTTGCTCCTC 
GTTACGGTAACCTACCACCATCTCCGACGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGCACGTAGGTGGTTTGTTAAGCTAGCTGTGAAATCCCCGGGCTCAACTTGGGCACTGCAGTTAGA 
ACTTGGCAAGCTAGAGTAGGGTAGAGGGGTGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTG 
GAGGAACATCAGTGGCGAAGGCGACACCCTGGACTCATACTGACACTGAGGTGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGAGCCTTGAGCTCT 
TAGTGGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCA 
GCGCGTAATGGCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCCAAACCGCGA 
GGTGGAGCTAATCCCGTAAAACCGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGTAAATCAGAACGTTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGTTGCAAAAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACTTTGTGATTC 
ATGACTGGGGTGAAGTCGTAACAAGGTAGCC 


>gi|219857619|ref|NR_025208.1| Rhodococcus aetherivorans strain 10bc312 16S ribosomal RNA, partial 
sequence 
AACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCT 
CGGGATGCATGTTCCGGGGTGGAAAGGTTTTCCGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGT 
GGGGTAACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCG 
ACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGACGAAGCGCGAGTGACGGT 
AGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCC 
GGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACCCGCAGCTCAACTGC 
GGGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAA 
TGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGA 
AAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGG 
TTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGA 
AGAACCTTACCTGGGTTTGACATACACCGGACCGCCCCAGAGATGGGGTTTCCCTTGTGGTCGGTGTACA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTCCTGTGTTGCCAGCAATTCGGTTGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGC 
TGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACC 
CCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTCGTGGGAGGGAGC 
CGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGAT 
CACCTCCTT 


>gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali strain YKJ-103 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGATCTAGCTTGCTAGATGCTGAC 
GAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAAT 
TAATACCGCATACGACCTACGGGAGAAAGGGGGCTGTTTACAGCTCTCGCTATTAGATGAGCCTAAGTCG 
GATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGC 
CACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGC 
AACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGA 
AGACCATACGGTTAATACCCGTATGCGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAG 
CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTT 
GATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGTTGAGCTAGAATAGGT 
GAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGG 
CAGCCTTCTGGCATCATATTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAAT 


AAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGC 
AGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTACCAGCGGTTTGGCCGGGAACTCTA 
GGGACACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGG 
GCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCTCAAAGC 
CTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCAG 
AATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCA 
GAAGTGGATAGCCTAACCTTTTAGGAAGGCGTTCACCACGGTGTGGTTGATAACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACCTGC 


>gi|219857615|ref|NR_025204.1| Leuconostoc inhae strain IH003 16S ribosomal RNA, partial sequence 
CTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACAGCGAAAGGTGCTTGCACCTTTCAAGTGAGTGGC 
GAACGGGTGAGTAACACGTGGATAACCTACCTCAAGGTTGGGGATAACATTTGGAAACAGATGCTAATAC 
CGAATGAGACTTCTTGTTGCATGACAGGAAGTTAAAAGGCGCTACGGCGTCGCCTAGAGATGGATCCGCG 
GTGCATTAGTTAGTTGGTGGGGTAAAGGCCTACCAAGACAATGATGCATAGCCGAGTTGAGAGACTGATC 
GGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCTGCAGTAGGGAATCTTCCACAATGGG 
CGAAAGCCTGATGGAGCAACGCCGCGTGTGTGATGAAGGCTTTCGGGTCGTAAAGCACTGTTGTATGGGA 
AGAACAGCTAGAGTAGGGAATGACTTTAGTTTGACGGTACCATACCAGAAAGGGACGGCTAAATACGTGC 
CAGCAGCCGCGGTAATACGTATGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGACGG 
TTGATTAAGTCTGATGTGAAAGCCCGGAGCTCAACTCCGGAAAGGCATTGGAAACTGGTCAACTTGAGTG 
CAGTAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGCGGCGA 
AGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCT 
GGTAGTCCACACCGTAAACGATGAACACTAGGTGTTAGGAGGTTTCCGCCTCTTAGTGCCGAAGCTAACG 
CATTAAGTGTTCCGCCTGGGGAGTACGACCGCAAGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGAAGCT 
TTTAGAGATAGAAGTGTTCTCTTCGGAGACAAAGTGACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGATGGGCACT 
CTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAGATCATCATGCCCCTTATGACC 
TGGGCTACACACGTGCTACAATGGCGTATACAACGAGTTGCCAACCTGTGAAGGTGAGCTAATCTCTTAA 
AGTACGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGTAATCGCGGAT 
CAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTAATG 
CCCAAAGCCGGTGGCCTAACCGTAAGGAGGGAACCGTCTAAGGCAGGACAGATGACTGGGGTGAAGTCGT 
AACA 


>gi|219857614|ref|NR_025203.1| Ramlibacter henchirensis strain TMB834 16S ribosomal RNA, partial sequence 
CGGGGGCAACCCTGGTGGCGAGTGGCGAACGGGTGAGTAACACATCGGAACGTGCCCAGTCGTGGGGGAT 
AACTACGCGAAAGCGTAGCTAATACCGCATACGAACTCTGGTTGAAAGCGGGGGACCGCAAGGCCTCGCG 
CGATTGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCGACGATCTGTAGC 
TGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATTCCGCGTGCAGGATGAAGGCCCTCGGGTTGTA 
AACTGCTTTTGTACGGAACGAAACGCGCCGGGCTAATACCTCGGCGTAATGACGGTACCGTAAGAATAAG 
CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTGCGCAGGCGGTAATGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGT 
GACTGCATTGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCG 
GAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGTCCTTCACTGGATC 
AGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATT 
GACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTT 
TGACATGTCTGGAATCCCGCAGAGACGTGGGAGTGCTCGAAAGAGAACCAGAACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCT 
ACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGA 
GCTAATCCCACAAAACCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCT 
AGTAATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATG 
GGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTT 


>gi|219857613|ref|NR_025202.1| Flavobacterium omnivorum strain AS 1.2747 16S ribosomal RNA, partial 
sequence 
GATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATAGTTCTTCGGAATTAGAGACCGGCG 
CACGGGTGCGTAACGCGTATGCAATCTACCTTTCACAGAGGGATAGCCCAGAGAAATTTGGATTAATACC 
TCATAGTATAGCAGTTTCGCATGAAACCACTATTAAAGATTTATCGGTGAAAGATGAGCATGCGTCCCAT 
TAGTTAGTTGGTAAGGTAACGGCTTACCAAGACAACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCAC 
ACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAG 
CCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTATACGAGAAGAAA 
CACTCCGACGTGTCGGAGCTTGACGGTATCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCG 
GTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTCAGATAAGTC 
AGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGTCTGACTTGAATTATTAGGAAGTA 
ACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTAC 
TACTAATATATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGGATACTAGCTGTTGGGCGCAAGTTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCT 
GGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGATTGACCGGTTTGGAAACAGATCT 


TTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCC 
TATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCAAGTCGGGAACTCTAACAAGACTGCCAGTG 
CAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTA 
CAATGGCCGGTACAGAGAGCAGCCACTGGGCGACCAGGAGCGAATCTATAAAACCGGTCACAGTTCGGAT 
CGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACCGC 
AAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219857612|ref|NR_025201.1| Flavobacterium xinjiangense strain AS 1.2749 16S ribosomal RNA, partial 
sequence 
GATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATAGGTTTTCGGACCTAGAGACCGGCG 
CACGGGTGCGTAACGCGTATGCAATCTACCTTTCACAAAGGGATAGCCCAGAGAAATTTGGATTAATACC 
TTATAGTAATACGACTTGGCATCAAGATGTATTTAAAGATTTATCGGTGAAAGATGAGCATGCGTCCCAT 
TAGCTTGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCAC 
ACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAG 
CCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTGTACAGGAAGAAA 
CCCTTTCACGTGTGGAAGATTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCG 
GTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTCAGATAAGTC 
AGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGTCTGACTTGAATTATTAGGAAGTA 
ACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTAC 
TACTAATGGATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGGATACTAGCTGTTGGGAGCAATCTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCT 
GGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGATTGACCGGTTTGGAAACAGACTT 
TTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCC 
TATAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACGAGACTGCCAGTG 
CAAACTGAGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTA 
CAATGGCCGGTACAGAGAGCAGCCACTGGGTGACCAGGAGCGAATCTACAAAACCGGTCACAGTTCGGAT 
CGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACCGC 
AAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219857611|ref|NR_025200.1| Actinomyces hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 
AGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCGGGG 
ACTTTTTGTTTTCGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTTGGGA 
TAACTGTCGGAAACGGTGGCTAATACTGGATATTCAGGTCGCACCGCATGGTGTGGTTTGGAAAGGTTTT 
TTCTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGG 
GTAACCGGCCTGAGAGGGTGACCGGTCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGG 
TTGTAAACCTCTTTCAGTAAGGGTGAAGGCTCTCTTTTGTGGAGGGTTGACAGTACTTGCAGAAGAAGCG 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTA 
AAGGGCTTGTAGGTGGCGTGTCGCGTCTGCTGTGAAATTCCAGGGCTTAACTTTGGGATTGCAGTGGGTA 
CGGGCATGCTAGAGTGCAGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGA 
GGAACACCGGTGGCGAAGGCGGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGTTGGGCACTAGGTGTGGGGTCTGTTTCCACGGAT 
TCTGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAA 
TTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTGGATGCAACGCGAAGAACCTTACCAAGG 
CTTGACATACACTGCGACATGCCAGAGATGGTGTGGCCTTCGGGGTGGTGTACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGC 
ACTTCGGGTGGGGACTCGTGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCAGTACAGAGGGTTGCGATATCGTGAGAT 
GGGGCTAATCTCTTAAAGCTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCTATGAAGGTGGAGTC 
GCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGT 
CACGAAAGTTGGCAACACCCGAAGC 


>gi|219857609|ref|NR_025198.1| Pseudoxanthomonas taiwanensis strain CB-226 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCGGGT 
AGGAAGCTTGCTTCCTATGCCGGCGAGTGGCGGACGGGTGAGGAACACATCGGAATCTACTCCGTCGTGG 
GGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTAAGGGTGAAAGTGGGGGACCGCAAGGCC 
TCACGCGATGGAATGAGCCGATGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCG 
GTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGG 
TTGTAAAGCCCTTTTGTTGGGGAAGAAATCCTGCTGGCTAATACCCGGCGGGGATGACGGTACCCAAAGA 
ATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACT 
GGGCGTAAAGCGTGCGTAGGTGGTGGCTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCA 
GTGGATACTGRGTCACTAGAGTGTGGTAGAGGGTGGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAG 
ATCGGGAGGAACACCCGTGGCGAAGGCGGCCACCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTTCAATTT 
GGGACTCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTGGTCTTGACATCCGCGGAACTGCCCAGAGATGGGCGGGTGCCTTCGGGAGCCGCGAGACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAG 


TTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACG 
TCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTGGGGACAGAGGGCTGCGAAC 
CCGCGAGGGGGAGCCAATCCCAGAAACCCCATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAA 
GTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTTGGTTGCACCAGAAGCAGGTAGCTTAACCGCAAGGAGGGCGCTTGCCACGGT 
GTGGCCAATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857608|ref|NR_025197.1| Carnobacterium viridans strain MPL-11 16S ribosomal RNA, partial sequence 
TACATGCAAGTCGAACGCTTTGATTTCACCGGGTGCTTGCACCCACCGAAGTCAAAGAGTGGCGGACGGG 
TCGAGTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAACATTCGGAAACGGATGCTAATACCGCATA 
CTTCTAATCGCCTCCTGGCGAATGGAAAAAAGGTGGCTTCGGCTACCGCTTATGGATGGACCCGCGGCGT 
ATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGATGATACGTAGCCGACCTGAGAGGGTGATCGGCC 
ACACTGGGATTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAA 
AGTCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAA 
CAAGGATGAGAGTAACTGCTCATCCCCTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCT 
TTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGAGAACTTGAGTGCAGA 
AGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGC 
GACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATT 
AAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACCCT 
AGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTATTAGTTGCCAGCATTCAGTTGGGCACTCTAG 
TGAGACTGCCGGTGATAAACCGGAGGAAGGGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGC 
TACACACGTGCTACAAATGGATGGTACAACGAGTCGCAAGGTCGCGAGGCCAAGCTAATCTCTTAAAGCC 
ATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGC 
ACGCCGCGGTGAAATACGTTCCCGGGTCTTGTAACACCGCCCGTCACACCACGAGAGTTTGTAACACCCG 
AAGTCGGTGAGGTAACCCTTTTGGGAGCCAGCCGGCCTAAGGTGGGACAGATAATTGGGGTGAAG 


>gi|219857607|ref|NR_025196.1| Legionella busanensis strain K9951 16S ribosomal RNA, partial sequence 
TGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCATGACCTAGCTTGCTAGGTTGATGGC 
GAGTGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTAAAGAGTGGGACAACTTGGGGAAACTCAAGC 
TAATACCGCATAAGCTCTGAGGAGTAAAGCTGGGGACCTTCGGGCCTGGCGCTTTAAGATTAGCCTGCGT 
CCGATTAGCTAGTTGGTGAGGTAAGGGCTTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGACCA 
GCCACACTGGGACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGG 
GGAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGGGAG 
GAGTGAACATTCGGTTAAGAGCTAGATGTTTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGG 
TTTAATAAGTTAGCTGTGAAATTCCTGGGCTTAACCTAGGGTGGTCAGCTAAGACTGTTAGACTTGAGTA 
TGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGA 
AAGCGGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCTGTAAACGATGTCAACTAGCTGTTGGTCATATGAATGTGATTAGTGGCGCAGCAAACG 
CGGTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAATC 
TTGCAGAGATGCGGGAGTGCCGAAAGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTCTTAGTTGCCAGCGCGTAAAGGCGGGGA 
CTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGG 
GTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAGGGGCGACCTGGAGCAAATCCTTG 
AAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGA 
ATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CACCAGAAGTAGATAGTCTAACCTTTCGAGGGGGACGTTTACCACGGTGTGATTCATGACTGGGGTAAGT 
CGTAAC 


>gi|219857606|ref|NR_025195.1| Shewanella fidelis strain KMM 3582 16S ribosomal RNA, partial sequence 
TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACACAAGGGAGCTTGCTCCTGAGGTGA 
CGAGCGGCGGACGGGTGAGTAATGCCTAGGTATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTG 
CTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAGTCTAGG 
TGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGA 
GGAAAGGTTACTGGCTAATATCCAGTAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTCGTGC 
CAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGG 
TTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTC 
TTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGA 
AGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGTCTTGAACACTGGGCTCTCAAGCTAACGC 
ATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTCAGAACTT 
TCCAGAGATGGATTGGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGT 
GAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAAC 
TTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAG 
TAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCACA 


AAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGA 
TCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGC 
ACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCG 
TAACAAGGTAGCCCTAGGGGAACCTGCGGC 


>gi|219857605|ref|NR_025193.1| Amphibacillus fermentum strain Z-7984 16S ribosomal RNA, partial sequence 
GCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCTAACAGATTCCTTCGGGATGACGTTAGTGGAACGA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTATAAGACTGGGATAACTCGTGGAAACGCGAGCT 
AATACCGGATAATACAACCGACCNCCTGGTCAGTTGTTGAAAGATGGCTTCGGCTATCACTTATAGGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTAGGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGAAGAAGGTTTTCGGATCGTAAAGTTCTGTT 
GTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACGAGGAAGCCCCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCG 
CGCAGGCGGTTTTTTAAGTCTGATGTGAAATCTTGTGGCTCAACCACAACCGGTCATTGGAAACTGGAGA 
ACTTGAGGACAGAAGAGGAGAGTGGAATTCCANGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACAC 
CAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTG 
CAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCTGCAAGGCTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CTCTGACCACACGAGAGATCGTGTTTTCCTTCGGGGACAGAAGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTNNTCTTAGTTGCCAGCATTNNG 
TTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGATGCGAAACCGCGAGGTCAAGCAA 
ATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAANCGCTAGTA 
ATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAG 
TTGGCAACACCCGAACNCGGTGAGGTAACCTTTTTAGGAGCCNNCCGCCGAAGG 


>gi|219857604|ref|NR_025192.1| Amphibacillus tropicus strain Z-7792 16S ribosomal RNA, partial sequence 
CTAATACATGCAAGTCGAGCGCGGGAAGCTAACTGATGCCCTTCGGGGTGACGATAGTGGAACGAGCGGC 
GGACGGGTGAGTAACACGTGGGCAACCTACCTATAAGACTGGGATAACTCCGGGAAACCGGGGCTAATAC 
CGGATAACTTTTTCCTTCGCATGAAGGGGAATTAAAAGGCGGCATTTCTGTCACTTACAGATGGGCCCGC 
GGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGAT 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGG 
ACGAAAGTCTGACGGAGCAACGCCGCGTGAACGAAGAAGGTTTTCGGATCGTAAAGTTCTGTTGTTAGGG 
AAGAACAAGTATGAGTCGAATAGGCTCATGCCTTGACGGTACCTAACATAGAAGCCCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATGCGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGC 
GGTTCTTTAAGTCTGATGTGAAATCTTGCGGCTCAACCGCAANCGGTCATTGGAAACTGGAGAACTTGAG 
TACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGC 
GAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGTTAA 
CGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAAGAATTGACGGGGACCCGCA 
CAAACGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTATGA 
CCGCTCTAGAGATAGAGTTTTCCTTCGGGGACATAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGC 
ACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATG 
ACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAAGCCGCGAGGTGAAGCAAATCCCA 
TAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCAGGAATCGCTAGTAATCGCG 
GATCAGCATGCNNCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACATCACGAGATGTATAT 
GCAACACCCGGAAGTTGTTGAGGTAA 


>gi|219857603|ref|NR_025191.1| Meiothermus taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGGTGAACGCTGGCGGTATGCCTAAGACATGCAAGTCGGACGGGCTGTTTT 
ATGCAGCCAGTGGCGGACGGGTGAGTAACACGTAGGTGACCTACCCCAAAGTCTGGGACAACTAGGAGAA 
ATCTTAGCTAATCCTGGATGTGGACATCTACTTTGGTGGATGTTTAAAGCTTCGGCGCTTTGGGATGGGC 
CTGCGGCGCATCAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGACGACGCGTAGCTGGTCTGAGAGGA 
CGATCAGCCACAGGGGTACTGAGACACGGACCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCA 
ATGGGCGAAAGCCTGACGGAGCGATACCGCTTGAAGGACGAAGCCCTTCGGGGTGTAAACCTCTGAACTC 
GGGACGATAATGACGGTACCGAGGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGGTGCGAGCGTTACCCGGATTTACTGGGGTGTAAAGGGCGTGTAGGCGGTCTCTCAAGTTCGATGGTAA 
AGACCGAAGCTCACCTCGGGGGTGCGTGGGATACTGTGAGGCTAAACGGTCCGAGAGGGTAGCGGAAATT 
TCCGGAGTAGCGGTGAAATGCGCAGATACCGGAAGGAACGCCGATAGCGAAAGCAGCTACCTGCACGATT 
TGTTACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACG 
ATGAGTGCTGGGTGTCCGACATCTGTTGGGTGCCGTAGCTAACGCGTTAAGCACTCCACCTGGGAAGTAC 
GGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
AAGCAACGCGCAGAACCTTACCAGGTCTTGACATCCTGGGAACCCTGGTGAAACCCGGGGGTGCCGCAAG 
GGAGCCCAGAGACAGGTGCTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCCTGTTGCTAGTTGCCAGCAGTTCGGCTGGGCACTCTAGCGAGACTGCCTACGAAAGTA 
GGAGGAAGGCGGGGATGACGTCTGATCCGCATGGCCCTTACGACCTGGGCGACACACGTGCTACAATGCC 
TGCCACAAAGCGCTGCGACCCGGTAACGGGAAGCCAATCGCACAAAAGCAGGCTCAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGTGGGTTTTGCCTGAAGTCGCCGGGAGCCACAGG 
CAGGCGCCTAGGGTAAGGCTCATGACTGGGGCTAAGTCGTAACAAGGTAGCTGTACCGGAAGGTGCGGCT 


GGATCACCTCCTT 


>gi|219857602|ref|NR_025190.1| Rhodococcus maanshanensis strain M712 16S ribosomal RNA, partial sequence 
GCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAAC 
ACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTGG 
GATGCATGTCCTGGGGTGGAAAGGTTTACTGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGG 
GTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACG 
CCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACC 
TGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGA 
ATTACTGGGCGTAAAGAGTTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACCCATCGCTCAACGATGGG 
CCGGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGC 
GCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAACGAAAG 
CGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTC 
CTTCCACGGGATCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAA 
CCTTACCTGGGTTTGACATATACTGGAAAGCTGCAGAGATGTAGCCCCCCTTGTGGCCGGTATACAGGTG 
GTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCT 
TATGTTGCCAGCACGTAATGGTGGGGACTCGTAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAC 
GACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCAGTACAGAGGGCTGC 
GAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCG 
TGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCG 
AAGGTGGGATC 


>gi|219857601|ref|NR_025189.1| Lactobacillus pantheris strain LMG 21017 16S ribosomal RNA, complete 
sequence 
TTGATCGTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTTAACTAAATG 
AATGCGGTGCTTGCACCAAGTGATTTTAGAGCGGTGAGCGGCGGATGGGTGAGTAACACGTGGGTAACCT 
GCCTCTAAGCAGGGGATAACATTTGGAAACAGATGCTAATACCGTATAAATCCTAAAACCACATGGTTTT 
AGGCTGAAAGGCGGCTTCGGCTGTCACTTAGAGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAAT 
GGCTCACCAAGGCAATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCC 
CAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCG 
TGAGTGAAGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTGAAGAAGAACACGTTTGAGAGTAACTGTTCA 
GACGTTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGG 
CAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCT 
CGGCTTAACCGAGGAAGTGCATCGGAAACTGGGAAACTTGAATGCTGAAGAGGACAGTGGAACTCCATGT 
GTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCAGTTATTGAC 
GCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAAT 
ACTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGTATTCCGCCTGGGGAGTAC 
GACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
AAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTTCTGCTATTTCTAGAGATAGAAAGTTCCCTTCGG 
GGACGGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAAATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTATGACTAGTTGCCAGCATTAAGTTGGGCACTCTAGTAAGACTGCCGGTGACAAACCG 
GAGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTT 
GGTACAACGAGTTGCGAACTCGCGAGGGTAAGCTAATCTCTTAAAGCCAATCTCAGTTCGGACTGTAGGC 
TGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGGGCAACCCTTCG 
GGGAGCTAGCCGTCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCT 
GCGGCTGGATCACCTCCTT 


>gi|219857600|ref|NR_025188.1| Mycoplasma oxoniensis strain 128 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTTTAGAACTTAGCGGCGAATGGGTGAGTAA 
CACGTACTTAACGTACCCTCTAGATTGGAATAACACTGAGAAATTGGTGCTAATGCCGAATACTTATTTT 
TTACACATGTAATTAATATAAAAGGAGCGTTTGCTTCACTAGAGGATCGGGGTGCGCAACATTAGCTAGT 
TGGTAAGGTAAAGGCTTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGAC 
TGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGAGCGAAAGCTTGATGG 
AGCGACACAGCGTGCAGGAAGACGGCCTTCGGGTTGTAAACTGCTGTTACAAGGGAAGAAAAAATAGTGT 
AGGAAATGACACTATATTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGG 
TGTTAAAACTTGGGGCTCAACCCCAAATTGCATTGGATACTGGCAAACTAGAGTTATTTAGAGGTTAATG 
GAATTCCTTGTGAAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAACATGGCGAAGGCAATTAACTG 
GGAATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCT 
GTAAACGATGATGATTAGTTGATGGACACCATCGACGCAGCTAACGCATTAAATCATCCGCCTGAGTAGT 
ATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
TGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAGGTTA 
ACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGA 
GCGCAACCCTTGTCCTTAGTTAGATGATCTAAGGAGACTGCCTAGGTAACTGGGAGGAAGGTGGGGACGA 
CGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACAGTACAAAGAGAAGCGA 
TACGGTGACGTTGAGCAAATCTCAAAAAACTGTTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATG 
AAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACC 
GCCCGTCAAACCACGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACCGCCTAAGG 
CAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857599|ref|NR_025187.1| Mycoplasma mustelae strain MX9 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTTTAGAACTTAGCGGCGAATGGGTGAGTAA 
CACGTACTTAACGTACCTTTTAGATTGGGATAACGGTGAGAAATTATCGCTAATACCGGATACATTTAAT 
ATTTGCATAAATATTAAATGAAAGAAGCGTTTGCTTCACTAAAAGATCGGGGTGCGGAACATTAGCTAGT 
TGGTAGGGTAATGGCCTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGAC 
TGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGGCGAAAGCCTGATGG 
AGCGACACAGCGTGCAGGATGACGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAATGCTAT 
AGGAAATGATAGCATCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTGTGTTAAGTCTGG 
CGTCAAAATTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCATACTAGAATTGTATAGAGGTTAGCG 
GAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAACTTGGCGAAGGCAGCTAACTG 
GGTATATATTGACRCTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCT 
GTAAACGATGATGATTAGCTGATAGGAACTATCGGCACAGCTAACGCATTAAATCATCCGCCTGAGTAGT 
ATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
TGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTRGAGGTTA 
ACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGA 
GCGCAACCCTTATCCTTAGTTAATTTTCTAGGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACGAC 
GTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGATGGTACAAAGAGACGCAAA 
ACGGCGACGTGAAGCAAATCTCAAAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGA 
AGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCG 
CCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACTGCCTAAGGC 
AGGGCCGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857598|ref|NR_025186.1| Mycoplasma moatsii strain MK405 16S ribosomal RNA, partial sequence 
CTTGCTGTGTGCCTAATACATGCATGTCGAACGAGGTCTTTATGGCCTAGTGGCGAATGGGTGAGTAACA 
CGTACCTAACCTACCTTTTAGATTGGGATAACTATTGGAAACAATAGCTAATACCGAATACGTATTAGAA 
TCGCATGATTTTTTTATAAAAGGAGCGTTTGCTCCGCTTAAAGATGGGGGTGCGTCATATTAGCTAGTTG 
GTAGGGTAAAGGCCTACCAAGGCGATGATATGTAGCCGGACTGAGAAGTTGATCGGCCACACTGGGACTG 
AGATACGGCCCAGAATCCTACGGGAGGCAGCAGTAGGGAATTTTCCGCAATGAGCGAAAGCTTGACGGAG 
CGACACAGCGTGCAGGATGAAGGTCTTCGGATTGTAAACTGCTGTTGTAAGGGAAGAAAAAATTTAGTAG 
GAAATGACTAGATCTTGACGGTACCTTATTAGAAAGTGACGGCTAACTATGTGCCAGCAGCCGCGGTAAT 
ACATAGGTCACAAGCATTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCGGTTTATCAAGTCTAGAG 
TTAAAGCCTGGGGCTTAACCCCAGCCCGCTCTGGATACTGGTTGACTAGAGTTACATAGAGGTAAACGGA 
ATTCTTAGTGAAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCAGTTTACTGGATG 
TATACTGACGCTCAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGATCATTAGTCGCTAGGGAACTTAGTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTAT 
GCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTG 
AAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAGGTTAAC 
AGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTTGGTTAAGTCCAGCAACGAGC 
GCAACCCTTGTCTTTAGTTACTAACATTAAGTTGAGGACTCTAGAGAAACTGCCTGGGTAACCAGGAGGA 
AGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTAC 
AAAGAGACGCAATATGGTGACATGGAGCAAATCTCAAAAAACCGATCTCAGTTCGGATTGAAGTCTGCAA 
CTCGACTTCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGT 
CTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATACCCAAAGACGGTTTAGTTAACCTCGGAGAC 
GGCTGTCTAAGGTAGGATCGATGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857597|ref|NR_025185.1| Mycoplasma lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTTGAACGAAGCAGTGCTTGCACTGACTTAGTAGCGAATGGGTGA 
GTAACACGTACCTAACCTACCTTTAAGATTGGGATAACTATTGGAAACAGTAGCTAATACCAAATATGGG 
GTTCTTTCGCATGAAAGAGCCTTAAAAGAAGCCCTTAAAGCTTCACTTAGAAATGGGGGTGCGGAACATT 
AGTTAGTTGGTAGGGTAAAGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTGTACGGCCACA 
CTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGAGCGAAAGC 
TTGATGGAGCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTGTTGCAAGGGAAGAAAAA 
ATAAGATAGGAAATGATCTTTAATTGACGGTACCTTGTTAGAAAGCGATGGCTAACTATGTGCCAGCAGC 
CGCGGTAATACATAGGTCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTTCGTAGGTTGTTTGTTA 
AGTCTGAAGTTAAATACTGGAGCTCAACTCCAGCCCGCTTTGGATACTGGCAAACTGGAATTGCAAAGAG 
GTTAGCGGAATTCCTAGTGAAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATAGGCGAAGGCAGC 
TAACTGGTTGTATATTGACACTGAGGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGATCATTAGTTGGTAGAAAAATTTACCGACGCAGCTAACGCAGTAAATGATCCGC 
CTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGAGGAGCATGT 
GGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCCCTTGCAATGCTATAGAGATATAG 
CGGAGGTTAACAAGGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTAGGTTAAGTC 
CTGCAACGAGCGCAACCCTTGTCTTTAGTTACTAATATTAAGTTAAGGACTCTAGAGAGACTGCCTGGGT 
AACCAGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACA 
ATGGTTGGTACAAAGAGAAGCAATATGGTGACATGGAGCAAACCTCAAAAAACCAATCTCAGTTCGGATT 
GAAGTCTGCAACTCGACTTCATGAAGTCGGATTCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATA 
CGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCGAAGCCGGTTAGTTAA 
CTTCGGAGACGACTGTCTAAGGCAGGATCGATGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAA 
Cc 


>gi|219857596|ref|NR_025184.1| Mycoplasma glycophilum strain 486 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAAC 


ACGTACTTAACGTGCCTTCTAGATTGGAATAACGCTGAGAAATTAGCGCTAATGCCGGATACTTATATGG 
TTCGCATGAACTATATATAAAAGRAGCTTTMAAGCTTCACTAGAAGATCGGGGTGCGTAACATTAGCTAG 
TTGGTAAGGTAATGGCTTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGGCGAAAGCCTGATG 
GAGCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAATCGTG 
GAGGAAATGCCATGATCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGT 
AATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTGTGTTAAGTCTG 
ACGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCATACTAGAATTGTGTAGAGGTTAGC 
GGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAACATGGCGAAGGCAGCTAACT 
GGGCACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGATGATTAGCTGATGGGAACCATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAGTAG 
TATGCACGCAAGTGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTSGAGGTT 
AACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACG 
AGCGCAACCCTTGTCCTTAGTTAGATGATCTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACG 
ACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACGGTACAAAGAGAAGCA 
AGACGGCGACGTGGAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACAT 
GAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACAC 
CGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAAACAACCGCCTAAG 
GCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857595|ref|NR_025183.1| Mycoplasma gallopavonis strain WR1 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAAC 
ACGTACTTAACGTGCCCACTAGATTGGAATAACGCTGAGAAATTAGCGCTAATGCCGGATACTTATTAAT 
TTCGCATGAAGTTAATATAAAAGGAGCAATTGCTTCACTAGTGGATCGGGGTGCGTAACATTAGCTAGTT 
GGTAAGGTAATGGCTTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATGGA 
GCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAACAAAGGA 
GTGGAAAGCCTTTGTCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTGTGTTAAGTCTGA 
CGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCACGCTAGAATTGTGTAGAGGTTAGCG 
GAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACATCAACATGGCGAAGGCAGCTAACTG 
GGCACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGATGATTAGCTGATGGRGACCATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAGTAGT 
ATGCACGCAAGTGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
TGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTCGAGGTTA 
ACGGAATGACAGATGGTGYATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGA 
GCGCAACCCTTGTCCTTAGTTAGATGATCTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACGA 
CGTCAAATCATCATGCCTCTTACGAGTGGGGCCACACACGTGCTACAATGGACGGTACAAAGAGAAGCAA 
AACGGCGACGTCAAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATG 
AAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACC 
GCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAAACAACCGCCTAAGG 
CAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857594|ref|NR_025182.1| Mycoplasma dispar strain 462/2 16S ribosomal RNA, partial sequence 
CTAGCTGTGTGCTTAATACATGCATGTTGAACGGAATGTTCTAGTTTACTAGAATATTTAGTAGCAAATG 
GGTGAGTAACACGTACCTAACCTACCTTTTGGACCGGGATAACCATTGGAAACAGTGGCTAATACCAGAT 
ATAATAGAAATTCGCATGAGTTTTTATCAAAAGGAGCCTTTAAAGCTCCACCAAAAAATGGGGGTGCGCA 
ACATTAGTTAGTTGGCAGGGTAAAAGCCTACCAAGACGATGATGTTTAGCGGGGCCAAGAGGTTGTACCG 
CCACACTGGGATTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTCCACAATGAGCG 
AAAGCTTGATGGAGCGACACAGCGTGCAGGATGAAGTCTTTAGGGATGTAAACTGCTGTTGTAAGGGAAG 
AAAAAACTAGATAGGAAATGATCTAGTCTTGACGGTACCTTATTAGAAAGCGACGGCAAACTATGTGCCA 
GCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGTAGGTTTTT 
TGTTAAGTTTAAGGTTAAATGCTAAAGCTCAACTTTAGTCCGCTTTAGATACTGGCAAAATAGAATTATG 
AAGAGGTTAGCGGAATTCCTAGTGGAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATAGGCGAAG 
GCAGCTAACTGGTCATATATTGACACTAAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGATCATTAGTTGGTGGCAAAAGTCACTAGCACAGCTAACGCGTTAAATGA 
TCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGAACCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCCTCGCAAAGCTATAGAGAT 
ATAGTGGAGGCTAACGAGATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTAGGTTA 
AGTCCTGCAACGAGCGCAACCCTTTTCTTTAGTTGCTAACATTAAGTTGAGAACCCTAGAGATACTGCCG 
GTGCAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGC 
TACAATGGCTACTACAAAGAGCAGCAAAACAGTGATGTCAAGCTAATCTCAAAAAAGTAGTCTCAGTTCG 
GATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCTATACTGCGGTG 
AATACGTTCTCGGGTTTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCAAAGTCGGTGAG 
TTAACCTCGGAGACCATTGCCTAAGGCAGGACCGATGACTGGGGTGAAGTCGTAACAAGGTATCCCTACG 
AGAAC 


>gi|219857593|ref|NR_025181.1| Mycoplasma cynos strain H831 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTTTAGGACTTAGCGGCGAATGGGTGAGTAA 
CACGTACTTAACATGCCTCTTAGATTGGGACAACGATGAGAAATTATCGCTAATACCGGATACTTATATA 
GTTTGCATAAACTATATATAAAAGGAGCTTTACAGCTTCACTAAGAGATTGGGGTGCGGAACATTAGCTA 
GTTGGTAGGGTAAAGGCCTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGG 


ACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGAT 
GGAGCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAACAAT 
AGAGGAAATGCTATTGTCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGG 
TAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTATGTTAAGTCT 
GGCGTGAAAACTTGGGGCTCAACCCCAAATTGCGTTGGATACTGGCATACTAGAATTGTGTAGAGGTTAG 
CGGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACATCAACATGGCGAAGGCAGCTAAC 
TGGGCACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CTGTAAACGATGATGATTAGCTGATAGTAGAACTATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAG 
TAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAG 
GCTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCA 
ACGAGCGCAACCCTTGTCCTTAGTTAAATTTTTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGA 
CGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACGGTACAAAGAGAAG 
CAAAATGGTGACATCAAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACAC 
ACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACTGCCTA 
AGGCAGGACCGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857592|ref|NR_025180.1| Mycoplasma cricetuli strain CH 16S ribosomal RNA, partial sequence 


CTGGCTGTGTGCCTAATACATGCATGTTGAACGAAGTAATGAAGCAATTCATTGCTTAGTAGCGAATGGG 
TGAGTAACACGTACCTAACCTACCTTTAAGATTGGGATAACTACTGGAAACAGTTGCTAATACCGAATAA 
TAAATTTTTTCGCATGAAAAAATTTTAAAAGAAGCTTGAATTATAGGCTTCACTTAAAAATGGGGGTGCG 
GAACATTAGTTAGTTGGTAGGGTAATGGCCTACCAAGACAATGATGTTTAGCCGGGCCGAGAGGCTGTCC 
GGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCGCAATGAG 
CGAAAGCTTGACGGAGCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTGTGGTAAGGAA 
AGAAAAAATAGAGTAGGAAATGACTCTTAATTGACGGTACCTTATTAGAAAGCGATGGCTAACTATGTGC 
CAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTTTGTAGGTGG 
TTTGTTAAGTCTGAAGTTAAATCCAAAAGCTCAACTTTTGCCCGCTTTAGATACTAACAAACTGGAATTG 
CAAAGAGGTTAGCGGAATTCCTAGTGAAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATAGGCGA 
AGGCAGCTAACTGGTTGTATATTGACACTAAAGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGATCATTAGTTGGTAGAAAAATTTACCGATGCAGCTAACGCATTAAAT 
GATCCGCCTGAATAGTATACTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGAGG 
AGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTCACATCCCTTGCAATATTATAGA 
GATATAATGGAGGTTAACAAGGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTAGG 
TTAAGTCCTGCAACGAGCGCAACCCTTGTCTTTAGTTACTAACATTAAGTTGAGAACTCTAGAGAGACTG 
CCAACGAAGTTGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGT 
GCTACAATGGTTGGTACAAAGAGAAGCGAAATAGTGATATCAAGCAAATCTCAAAAAACCAATCTCAGTT 
CGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGATTCGCTAGTAATCGCAGATCAGCTATGCTGCGG 
TGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCGAAGATGGTT 
CAGCTAACCTACGGAGGCAACTATCTAAGGTAGGACTGATGACTGGGGTGAAGTCGTAACAAGGTATCCC 
TACGAGAAC 


>gi|219857591|ref|NR_025179.1| Mycoplasma columborale strain MMP-4 16S 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTTTAGAACTTAGCGGCGAATGGGTGAGTAA 
CACGTACTTAACGTGCCCTCTAGATTGGAATAACGCTGAGAAATTAGCGCTAATGCCGGATACTTATTAT 
TAACACATGTTGATAATATAAAAGGAGCGTTTGCTTCACTAGAGGATCGGGGTGCGGAACATTAGCTAGT 
TGGTAGGGTAATGGCCTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGAC 
TGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGAGCGAAAGCTTGATGG 
AGCGACACAGCGTGCAGGATGACGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAGCAGTAG 
AGGAAATGCTATTGCCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGG 
CGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCAAACTAGAGTTATTTAGAGGTTAATG 
GAATTCCTTGTGAAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAACATGGCGAAGGCAATTAACTG 
GGAATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGATGATTAGCTGATGGACACCATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAGTAGT 
ATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
TGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTGGAGGTTA 
ACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGA 
GCGCAACCCTTGTCCTTAGTTAGATGATCTAAGGAGACTGCCCAGGTAACTGGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACGGTACAAAGAGAAGCAA 
TACGGCGACGTGGAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATG 
AAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACC 
GCCCGTCAAACCACGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAAACAACCGCCTAAGG 
CAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


ribosomal RNA, partial sequence 


>gi|219857590|ref|NR_025178.1| Mycoplasma citelli strain RG-2C 16S ribosomal RNA, partial sequence 


CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTTATTTATAAACTTAGCGGCGAATGGGTGAGTA 
ACACGTACTTAACGTACCCTTTAGATTGGAATAACGCTGAGAAATTAGCGCTAATGCCGGATATTTATTA 
CCAACGCATGTTGRTAATATCAAAGAAGCGTTTGCTTCACTAAAGGATCGGGGTGCGGAACATTAGCTAG 
TTGGTAAGGTAAAAGCTTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGAGCGAAAGCTTGATG 
GAGCGACACAGCGTGCAGGAGGACGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAGTAGTG 
TAGGAAATGACATTACCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGT 


AATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTATTAAGTCTG 
GCGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGATAAACTAGAGTTATTTAGAGGTTAAT 
GGAATTCCTTGTGAAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAACATGGCGAAGGCAATTAACT 
GGGAATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGATGATTAGCTGATGGACACCATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAGTAG 
TATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAGGTT 
AACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACG 
AGCGCAACCCTTGTCCTTAGTTAAATGTTCTAAGGAGACTGCCTAGGTAACTGGGAGGAAGGTGGGGACG 
ACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGATAGTACAAAGAGAAGCA 
AGATGGCAACATGGAGCAAATCTCAAAAAACTATTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCAT 
GAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACAC 
CGCCCGTCAAACCACGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAAACAACCGCCTAAG 
GCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857589|ref|NR_025177.1| Mycoplasma buteonis strain BbT2g 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAAC 
ACGTACTTAACATGCCCTTTAGATTGGAATAACGCTGAGAAATTAGCGCTAATGCCGGATACTTATTAGT 
TTCGCATGAAATTAATATAAAAGAAGCGTTTGCTTCACTAGAGGATTGGGGTGCGTAACATTAGCTAGTT 
GGTAGGGTAATGGCTTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATGGA 
GCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAGCAGAAGA 
GGAAATGCTTTTGCCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAA 
TACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTGTGTTAAGTCTGAC 
GTAAAAACTTGGAGCTCAACTCCAAATAGCGTTGGATACTGGCACGCTAGAATTGTGTAGAGGTTAGCGG 
AATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACATCAACATGGCGAAGGCAGCTAACTGG 
GCACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGATGATTAGCTGATGGRAACCATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAGTAGTA 
TGCACGCAAGTGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTT 
GAAGATACGCGTAGAACCTTACGCACTCTTGACATCTTCCGCRAYGCTATAGAGATATAGTTGAGGTTAA 
CGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAG 
CGCAACCCTTATCCTTAGTTAGATGATCTAGGGAGACTGCCGGAGTAATCCGGAGGAAGGTGGGGACGAC 
GTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACGGTACAAAGAGAAGCAAG 
ACAGCGATGTGGAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGA 
AGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCG 
CCCGTCAAACCATGGGAGCTGGTAATACCCAAAGTCGGTTTTGTTAACTACGGAAACAACTGCCTAAGGT 
AGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857588|ref|NR_025176.1| Mycoplasma anatis strain 1340 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAAC 
ACGTACTTAACATACCCTTTAGATTGGAATAACGATTAGAAATGATCGCTAATGCCGGATACTTATATTT 
ATCGCATGAAAAATATATAAAAGGAGCGTTTGCTTCGCTAGAGGATTGGGGTGCGTAACATTAGCTAGTT 
GGTAGGGTAATGGCCTACCAAGGCTATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATGGA 
GCGACACAGCGTGCAGGATGACGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAATAAAGTA 
GGAAATGACTTTATCTTGACGGTACCTTRTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAA 
TACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGAC 
GTGAAAACTTGGGGCTCAACCCCAAATTGCGTTGGATACTGGCGAACTAGAGTTATGAAGAGGTTAGCGG 
AATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAATTTGGCGAAGGCAGCTAACTGG 
GCATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGATGATGATTAGCTGATGGGGAACTCATCGGCACAGCTAACGCATTAAATCATCCGCCTGAGTAG 
TATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TTGATTCTACGCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTGGAGGTC 
AACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACG 
AGCGCAACCCTTGTCCTTAGTTAAATGTTCTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACG 
ACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACGGTACAAAGAGACGCA 
ATACGGCGACGTGGAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACAT 
GAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACAC 
CGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACTGCCTAAG 
GCAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857587|ref|NR_025175.1| Mycobacterium lacus strain NRCM 00-255 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGG 
CGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGGATAGGACCATGAGATTCATGTCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGAGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCA 
CACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAG 
GTCCGGGTTTTCTCGGATTGACGGTAGATGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGT 
TCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 


GTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATA 
GGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACAC 
ATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCA 
GTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCA 
GTGGCCTAACCCTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTA 


>gi|219857586|ref|NR_025174.1| Pseudomonas extremorientalis strain KMM 
sequence 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTC 
TTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGA 
ACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCT 
AGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATG 
ATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTG 
GGAGGAAGGGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTG 
TGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGG 
TGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGA 
GTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGG 
CGAAGGCGACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAAGCCTTGAGCTTTTAGTGGCGCAGCTAA 
CGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCATGAAC 
TTTCCAGAGATGGATTGGTGCCTTCGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCA 
CTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGG 
CCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAT 
AAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGA 
ATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTC 
GTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTA 


3447 16S ribosomal RNA, partial 


>gi|219857585|ref|NR_025173.1| Xanthobacter viscosus strain 7d 16S ribosomal RNA, partial sequence 


CTAAGAACGAACGCTGCGAAGGCCTAACACATGCAAGTCGAGCGCCCAGCAATGGGAACGGCAGACGGGT 
AAGTAACACGTGGGGATCTACCCAATGGTACGGAATAACCCAGGGAAACTTGGACTAATACCGTATGTGC 
CCTTCGGGGGAAAGATTTATCGCCATTGGATGAACCCGCGTCGGATTAGCTAGTTGGTGAGGTAAAGGCT 
CACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTG 
TGATGAAGGCCTTAGGGTTGTAAAGCACTTTCGCCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCC 
CGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAA 
AGCGCACGTAGGCGGGTTGTTAAGTCAGAGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATAC 
TGGCGACCTTGAGTTCGAGAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAA 
GAACACCAGTGGCGAAGGCGGCCAACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTAGGCAGCTTGCTGCTTAGT 
GGCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGA 
CATGGCAGGCGATTTCCAGAGATGGATCTCTTCCAGCAATGGACCTGCACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCA 
TTCAGTTGGGCACTCTAGAGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCAAAGGGGCGACCCC 
TAGCAAATCTCCAAAAGCCGATCTCAGTTCGGATTGGAGTCTGCAACTCGAGTGCATAAGGTTGGAATCG 
CTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTTGGCTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGA 


>gi|219857584|ref|NR_025172.1| Xanthobacter aminoxidans strain 14a 16S 
AACACATGCAAGTCGAGCGCCCAGCAATGGGAGCGGCAGACGGGTGAGTAACACGTGGGGATCTACCCAA 
TGGTACGGAATAACCCAGGGAAACTTGGATTAATACCGTATGTGCCCTTCGGGGGAAAGATTTATCGCCA 
TTGGATGAACCCGCGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGG 
TCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATCGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAG 
CTCTTTCGCCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGC 
GGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATCGTTAAGT 
CAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCCTTGATACTGGCGATCTCGAGTTCGAGAGAGGT 
TGGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCCAA 
CTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGGATGCTAGCCTGTGGGGGGGTTTACCTCTCAGTGGCGCAGCTAACGTCTTAAGCATC 
CCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGGCAGGACGACTTCCGGAGAC 
GGATTTCTTCCAGCAATGGACCTCGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 


ribosomal RNA, partial sequence 


GGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCATCATTCAGTTGGGCACTCTAGAGGGA 
CTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTTCTCATGGCCCTTACGGGCTGGGCTAC 
ACACGTGCTACAATGGCGGTGACAGTGGGATGCGAACCCGCGAGGGTAAGCAAATCTCCAAAAGCCGTCT 
CAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCC 
ACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTTTACCCGAAGGC 
GCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGA 


>gi|219857583|ref|NR_025171.1| Thermodesulfatator indicus strain CIR29812 16S ribosomal RNA, partial 
sequence 
GGCGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAGGGGGAAAGGGTAGCTTCGGCTACCCGAGTAC 
ACCGGCAGACGGGTGAGTAACGCGTGGGTAACCTACCTTGGGGTCTGGGATAACCACCCGAAAGGGTGGC 
TAATACCGGATACGTTCCTGAGGCGCGAGCCGAGGGAAGAAAGGGTGCCACTGCATAGCAAGCACCTGCC 
CTAAGAGGGGCCCGCGTCCCATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGACGGGTAGCCG 
GCCTGAGAGGGTGGTCGGCCACACTGGCACTGAGACACGGGCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATCTTGGGCAATGGCCGAAAGGCTGACCCAGCGACGCCGCGTGGGGGAAGAAGGCCTTCGGGTCGTAAA 
CCCCTGTCAAGGAGGAAGAAGCCCTTACTGGTTAAGAGCTGGTAGGGGTTGACGGTACTCCTGGAGGAAG 
CCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTGGCGAGCGTTGCCCGGAATCACTGGGCG 
TAAAGGGGGCGTAGGCGGCCGGACGAGTCGGACGTGAAAGCCCGGGGCTCAACCCCGGAATTGCGTTCGA 
TACTGTCTGGCTTGAGGTCCGGAGAGGCCGGCGGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGG 
GAGGAACACCGGTGGCGAAGGCGGCCGGCTGGACGGCACCTGACGCTGAGGCCCGAAAGCGTGGGGAGCA 
AACCGGATTAGATACCCGGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGTGGGGGGTTAAACCTTCC 
GTGCCGAAGCTAACGCAATAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCAAAGCGAAGAACCTTACCTGGGTTT 
GACATGCTAGGGGACCCCTCAGAGATGAGGGGGTGCCCGGGCTTTGTCCGGGAGCCCTAGCACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTT 
AGTTGCCAGCGGGTAGAGCCGGGCACTCTAGGGGGACTGCCGGGGACAACCCGGAGGAAGGGGGGGATGA 
CGTCAAGTCATCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGGCGGTACAGAGGGAAGCGA 
ACCCGTAAGGGGGAGCAAATCCCAGAAAGCCGCTCTCAGTACGGATCGGGGTCTGCAACTCGACCCCGTG 
AAGCCGGAATCGCTAGTAACGGCGGATCAGCATGCCGCCGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCACGGGAGCTGGCTCTGCCCGAAGTCGCTATCCCAACCCCCGGAAGGGGGAGGGAGGCGC 
CGACGGCAGGGCTGGTGACTGGGGTG 


>gi|219857582|ref|NR_025170.1| Paenibacillus daejeonensis strain AM141 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGGGTTATGTTAGAAGCTTGCTTCTAACAT 
AACCTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCATGAGACTGGGATAACTACCGGAAACG 
GTAGCTAATACCGGATACATCCTTTCCCTGCATGGGGAGAGGAGGAAAGACGGAGCAATCTGTCACTGAT 
GGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTCAAGGCCTACCAAGGCGACGATGCGTAGCCGACC 
TGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
CTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCT 
CTGTTGCCAGGGAAGAACGTCTTGTAGAGTAACTGCTACAAGAGTGACGGTACCTGAGAAGAAAGCCCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
CGCGCGCAGGCGGCTCTTTAAGTCTGGTGTTTAATCCCGAGGCTCAACTTCGGGTCGCACTGGAAACTGG 
GGAGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAA 
CACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTG 
CCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGAC 
ATCCCCCTGACCGGTCTAGAGATAGACCTTTCCTTCGGGACAGGGGAGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGCTTAGTTGCCAGCAGG 
TCAAGCTGGGCACTCTAAGCAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAAGAGCGATCTGG 
AGCGAATCCTAGAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTG 
CTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCA 
CGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGGTAGAT 
GATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857581|ref|NR_025169.1| Paenibacillus kribbensis strain AM49 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGGGTCATGTAGAAGCTTGCTTCTACATGA 
CCTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCACAAGACAGGGATAACTACCGGAAACGGT 
AGCTAATACCCGATACATCCTTTTCCTGCATGGGAGAAGGAGGAAAGACGGAGCAATCTGTCACTTGTGG 
ATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGCGTAGCCGACCTG 
AGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 
TCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCT 
GTTGCCAGGGAAGAACGCTTGGGAGAGTAACTGCTCTCAAGGTGACGGTACCTGAGAAGAAAGCCCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCG 
CGCGCAGGCGGCTCTTTAAGTCTGGTGTTTAATCCCGAGGCTCAACTTCGGGTCGCACTGGAAACTGGAG 
AGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACA 
CCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCC 
GAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CCCTCTGATCGGTCTAGAGATAGATCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCA 


GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGCTTAGTTGCCAGCAGGTA 
AAGCTGGGCACTCTAAGCAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAATCGCGAGGTGGAG 
CCAATCCTAGAAAAGCCGGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATTGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACG 
AGAGTTTACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGGTAGATGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857580|ref|NR_025168.1| Agromyces aurantiacus strain YIM 21741 16S ribosomal RNA, partial sequence 
ACGATAGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTG 
GCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAACCCCGAGAAATCGGAGCTAAT 
ACCGGATAGGACCTTCTCCCGCATGGGGGTTGGTGGAAAGTTTTTCGGTTTGGGATGGACTCGCGGCCTA 
TCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTTAGTAGGGAAGAAG 
GGCTTCGGCTTGACGGTACCTGCAGAAAAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAA 
TCCTCAGGCTCAACCTGAGGTCTGCGGTGGGTACGGGCAGACTTGAGTGGTGTAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCACTTA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGT 
TGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATT 
AATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTC 
TTTGGACACTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCGTCGCATGTTGCCAGCACGTTATGGTGGGGACTCATGTGAGACTTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTA 
CAATGGCCGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGA 
TTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCT 
AACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAG 


>gi|219857579|ref|NR_025167.1| Laribacter hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGGACTTCGGTCTGCTGACGAGT 
GGCGAACGGGTGAGTAATGCATCGGAACGTACCGAGTAATGGGGGATAACGCATCGAAAGGTGTGCTAAT 
ACCGCATACGCCCTGAGGGGGAAAGCGGGGGATCGAAAGACCTCGCGTTATTCGAGCGGCCGATGCCGGA 
TTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAGCAGGTCTGAGAGGATGATCTGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAA 
CCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTCAGGGAGGAAA 
TCCCTAAGGCTAATACCCTTGGGGGATGACAGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGA 
AAAGTCAGCTGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGGTTGAAACTCTCAAGCTAGAGTGCGTCA 
GAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCAATGGCGAAGGCA 
GCCCCCTGGGATGACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCGACTAGCCGTTGGAGATTTCGGTTTCTGGTGGCGCAGCTAACGCGTGAAG 
TCGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTGGTCTTGACATGTACCGAACCTCGAAGA 
GATTTGAGGGTGCCCGAAAGGGAGCGGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCAGCATTAAGTTGGGCACTCTAAT 
GAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGC 
TTCACACGTCATACAATGGTCGGTACAGAGGGTCGCTAAGCCGCGAGGTAGTGCCAATCTCATAAAACCG 
ATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCA 
TGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGAATCCGCCAGA 
AGTGGGTAGGGTAACCGTAAGGAGCCCGCTTACCACGGTAGGTTTCATGACTGGGGTGA 


>gi|219857578|ref|NR_025166.1| Persephonella guaymasensis strain H2 16S ribosomal RNA, partial sequence 
CGCGAACGTTGGCGGCGTGCCTAACACATGCAAGTCGTGGGGCAGCAGGCCTCTTCGGAGGTGCTGGCGA 
CCGGCGAACGGGTGAGTAACGCGTAGCTAACCTACCCCGAGGATGGGGATAACCCCCCGAAAGGGGGGCT 
AATACCCAATAATGAGTCCTTTTTAAAGAGAGGACTCCAAAGGCCTTCGGGCGCCTCGGGATGGGGCTGC 
GTCCCATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTACGACGGGTAGCCGGCCTGAGAGGGTGGC 
CGGCCACAGTGGGAC TGAGACACGGCCCGCACCCCTACGGGGGGCAGCAGTGGGGAATATTGGGCAATGG 
CCGAAAGGCTGACCCAGCGACGCCGCGTGGTGGATGAAGCCCTTCGGGGTGTAAACACCTGTCAGGGGGG 
AAGATAATGACGGTACCCCCAGAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGT 
CCCGAACGTTGCGCGAAATTACTGGGCGTAAAGGGTCCGTAGGCGGTCTGGTAAGTGGAAGGTGAAAGCC 
CACGGCTCAACCGTGGAATTGCCTTCCAAACTGCCGGACTTGAGGCAGGGAGAGGTCGGCGGAATTCCCG 
GTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCGACTGGAACTGTCCTG 
ACGCTGAGGGACGAAAGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGG 
GTGCTAGATGTGGGCGGGGATTTCCCGTCCGTGTCGCAAGCTAACGCGTTAAGCACCCCGCCTGGGGAGT 
ACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAACCGGTGGAGCGTCTGGTTTAATC 
CGATGCTAACCGAAAAACCTCACCAGGGCTTGACATGCGGTGTGTCGTACCCGAAAGGGTACTAGGTGTC 
CCTTCGGGGACACCGCGCCGCACAGGTGGTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGCCCTGTGTTACCAGCGGGTAATGCCGGGTACTCACAGGGGACTGC 
CGGCGATAAGTCGGAGGAAGGAGGGGATGACGTCAGGTCAGTATGCCCTTTATGCCCTGGGCTACACAGG 
CGCTACAGTGGCAGGGACAATGGGACGCGAAGCCGCAAGGTGGAGCAAATCCCAAAAACCCTGTCGTGGT 


GCGGATTGGGGGTTGCAACTCACCCCCATGAAGGCGGAATCGGTAGTAATGGCGAATCAGCAATGTCGCC 
GTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACGCCACGGGAGTCGGGTCCATCGGAAGTCCCC 
GGGCTAACCGGCCTTCGGGCCGGAGGCAGGGGCCGATGATGGGCCCGGCAACTGGGGCG 


>gi|219857577|ref|NR_025165.1| Gordonia namibiensis strain NAM-BN063A 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCC 
AGCTTGCTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGAACTCTGGGATAA 
GCCTGGGAAACTGGGTCTAATACCGGATATGACCTTACGTTGCATGACGTTTGGTGGAAAGCTTTTGCGG 
TTCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCACCAGGGACGAAGCGTGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTT 
GTCGCGTCGTCTGTGAAATTCTGCAACTCAATTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTA 
CAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG 
CGGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCATTTCACGAGTTCCGTGCCGTAGCTAACGCA 
TTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGCA 
TGTAGAGATACATGTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTG 
CAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAG 
CCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTC 
GTAACAAGGTAACC 


>gi|219857576|ref|NR_025164.1| Pseudomonas costantinii strain CFBP 5705 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGC 
GGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAAT 
ACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGA 
TTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAA 
GCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAG 
GGCAGTTGCCTAATACGTAACTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCA 
GCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGT 
TAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTA 
GAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCG 
ACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCAACTAGCCGTTGGAAGCCTTGAGCTTTTAGTGGCGCAGCTAACGCATTAA 
GTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAG 
AGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAA 
GGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGG 
CTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAACCGCGAGGTGGAGCTAATCCCATAAAACC 
GATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGA 
ATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAG 
AAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACCTGC 


>gi|219857575|ref|NR_025163.1| Desulfonatronum thiodismutans strain MLF1 16S ribosomal RNA, partial 
sequence 
AATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAAAGGGGACTTCGGTTCCTGAGTAGAG 
CGGCGCACGGGTGAGTAACGCGTGGATAATCTACCCATGGATTCGGGATAACAGTGGGAAACCGCTGCTA 
ATACCGGATGAGCTCACGCATTTTGGAGATGCGTGAGGAAAGGCGGCCTCTGATTCAAGCTGCCGTCGAT 
GGATGAGTCCGCGTCCCATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGGGTAGCCGGCC 
TGAGAGGGTGGCCGGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCT 
CTGTCAGGAGGGAAGAACTGCATGGATTCGAACAGGGTCCGTGTTTGACGGTACCTCCAAAGGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAA 
GGGCGTGTAGGCGGCCTTTTAAGTCAGGTGTGAAAGCCCACGGCTTAACCGTGGAACTGCACTTGAAACT 
GGGAGGCTTGAGTACGGGAGAGGGCGGCGGAATTCCCGGTGTAGGAGTGAAATCCGTAGATATCGGGAGG 
AACACCAGTGGCGAAGGCGGCCGCCTGGACCGTAACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGAGCAATCTTCGGTGCC 
GTAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACAT 
CCTTCGAATCCCTCAGAGATGAGGGAGTGCCCTTCGGGGAACGGAGAGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCATCAGG 
TAAAGCTGGGCACTCTAGAGAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCA 
TGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGTGAATACAAAGGGCTGCGAGACCGCGAGGTGG 


AGCCAATCCCAAAAAGTTCACCACAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAC 
GAAAGTTGGTTCTACCCGAAGCCGGCGGACTAACCCGTAAGGGAGGTAGTCGTCTACGGTAGGGCTGATA 
ATTGGGGTGAA 


>gi|219857574|ref|NR_025162.1| Tindallia californiensis strain APO 16S 
GATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGTGCCTTTTCGGAAATTTTCGGATGGA 
AGAGAAGGATACTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCAACCTTGATCAGGGGGACAACAT 
TGGGAAACCAGTGCTAATACCGCATAGCTCTATTGAAAGGCATCTTTTAATAGAGAAAGATTTATCGGAT 
CAAGACGGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAACAGCTCACCAAGGCAATGATCAGTAGCCGA 
CCTGAGAGGGTGACCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAG 
CTCTGTCCTATGGGAAGAAGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCTAAATAA 
GTCAGGGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGTTTAGCTTGAGTACAGGAGAGG 
TAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTT 
ACTGGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTCAAACCTCAGTGCCGGAGCTAACGCAATAAGCACTC 
CGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGAGCTTGACATCCCTCTGACCGACCGGTAAGAC 
GGTCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCCTATTATTAGTTGCCAGCAAGTGAAGTTGGGCACTCTAATGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCAGGGCTACAC 
ACGTGCTACAATGGCCGATACAGAGGGCAGCGAAAGAGCAATCTGGAGCGAACCCCACAAAGTCGGTCCC 
AGTTCGGATTGAGGGCTGCAACTCGCCCCCATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGCATGTCG 
CGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGGAAGTCGGAAGCACCCGAAGCCC 
GTTACCGAACCTACGGGACGGAACGGTCGAAGGTGAAGCCGATAACTGGGGTGAA 


ribosomal RNA, partial sequence 


>gi|219857573|ref|NR_025161.1| Yersinia rohdei strain ATCC 43380 16S ribosomal RNA, partial sequence 


ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGTTTACTACTTTGCCG 
GCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTA 
GCTAATACCGCATGACCTCGCAAGAGCAAAGTGGGGGACCTTCGGGCCTCACGCCATCGGATGTGCCCAG 
ATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGG 
AGGAAGGCCAATAGCTTAATACGCTGTTGGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCG 
GTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGT 
CTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACG 
CGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACT 
TAGCAGAGATGCTTCGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAA 
CTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCAAGCGGACCACAT 
AAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAG 
ATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGAGCTTACCACTTTGTGATTCATGACTGG 


>gi|219857572|ref|NR_025160.1| Yersinia pestis strain NCTC 5923 16S ribosomal RNA, partial sequence 


ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGTTTACTACTTTGCCG 
GCGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGGTA 
GCTAATACCGCATGACCTCGCAAGAGCAAAGTGGGGGACCTTAGGGCCTCACGCCATCGGATGAACCCAG 
ATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGG 
AGGAAGGGGTTGAGTTTAATACGCTCAATCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCG 
GTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGT 
CTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACG 
CGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAATT 
TGGCAGAGATGCTAAAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAA 
CTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCCAGCGGACCACAT 
AAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAG 
ATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGG 


>gi|219857571|ref|NR_025159.1| Yersinia kristensenii strain ATCC 33638 
sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGTTTACTACTTTGCCG 
GCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTA 
GCTAATACCGCATGACCTCGCAAGAGCAAAGTGGGGGACCTTCGGGCCTCACGCCATCGGATGTGCCCAG 
ATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGG 
AGGAAGGGTTCAGTGTTAATAGCACTGAGCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCG 
GTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGT 
CTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACG 
CGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACT 
TAGCAGAGATGCTTCGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAA 
CTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCAAGCGGACCACAT 
AAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAG 
ATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGG 


>gi|219857570|ref|NR_025158.1| Yersinia pseudotuberculosis strain ATCC 
sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGTTTACTACTTTGCCG 
GCGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGGTG 
GCTAATACCGCATGACCTCGCAAGAGCAAAGTGGGGGACCTTAGGGCCTCACGCCATCGGATGAACCCAG 
ATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGG 
AGGAAGGGGTTGAGTTTAATACGCTCAATCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCG 
GTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGT 
CTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACG 
CGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAATT 
TGGCAGAGATGCTAAAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAA 
CTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCCAGCGGACCACAT 
AAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAG 
ATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGG 


16S ribosomal RNA, partial 


29833 16S ribosomal RNA, partial 


>gi|219857569|ref|NR_025157.1| Rhizobium indigoferae strain CCBAU 71042 16S ribosomal RNA, partial 


sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCCGGCAAGGGGAGCGGCAGACGGGTGAG 
TAACGCGTGGGAACGTACCCTTTACTACGGAATAACGCAGGGAAACTTGAGCTAATACCGTATGTGCCCT 
TCGGGGGAAAGATTTATCGGTAAAGGATCAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCAGGGCTCAACTCCGGAACTGCCTTTGATACTGG 
GTGTCTGGAGTCTGGAAGAGGTGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATGTTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGCAAGTTTACTTGTCGGTGGC 
GCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACAT 
GCCCGGCTACTTGCAGAGATGCAAGGTTCCCTTCGGGGACCGGGACACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTCGCCCTTAGTTGCCAGCATTCAG 
TTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCT 
AATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGGTCAGCGACTGGGG 
TGAAGTCGTAAC 


>gi|219857568|ref|NR_025156.1| Streptomyces puniciscabiei strain S77 16S ribosomal RNA, partial sequence 
TCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATG 
AAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGAC 
AAGCCCTGGAAACGGGGTCTAATACCGGATACGAGGTTCGCAGGCATCTGTGAACTTGGAAAGCTCCGGC 
GGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGCTCACCAAGGCGACGACGGGTAGC 
CGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTA 
AACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGTCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCT 
TGTCGCGTCGATTGTGAAAGCCCGAGGCTTAACCTCGGGTTTGCAGTCGATACGGGCTAGCTAGAGTGTG 
GTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG 
GCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGC 
ATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCTGCACAA 
GCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAG 
CATTAGAGATAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATG 
GGGACTCACAGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTT 
ATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGAGCTGCGATACCGTGAGGTGGAGCGAATC 
TCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC 
GCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTT 
GGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTAGCGATTGGG 
ACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219857567|ref|NR_025155.1| Streptomyces luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
TCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATG 
AAGCCTTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGAC 
AAGCCCTGGAAACGGGGTCTAATACCGGATAACACTCTGTCCTGCATGGGACGGGGTTAAAAGCTCCGGC 
GGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAG 
CCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGT 
AAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGC 
TTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGT 
GGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGGGGAACACCGGTGGCGAA 
GGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACG 
CATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAA 
GCATCAGAGATGGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGAT 
GGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCT 
TATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATGCCGCGAGGCGGAGCGAAT 
CTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAAT 
CGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGT 
CGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGG 
GACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219857566|ref|NR_025154.1| Fructobacillus fructosus strain DSM 20349 16S ribosomal RNA, partial 
sequence 
GGCGGCGTGCCTAATACATGCAAGTCGTACGAACAGCGGAAAGTGCTTGCACTTTCCAAGTAAGTGGCGA 
ACGGGTGAGTAACACGTGAATAACCTACCGCAAAGTCTGGGATAACCATTGGAAACAGTGACTAATACCG 
GATAAAACCCAAGTGCACATGCACTAAGGTTAAAAGCTGCGTTTGCAGCGCTTTAAGATGGATTCGCGGT 
GCATTAGTTAGTTGGTGAGGTAAAGGCTCACCAAGACGATGATGCATAGCCGAGTTGAGAGACTGACCGG 
CCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCTGCAGTAGGGAATCTTCCACAATGGGCG 
CAAGCCTGATGGAGCAACGCCGTGTGTGTGATGAAGGCTTTCGGGTCGTAAAGCACTGTTGTATGGGAAG 
AACGGGTTTAAGAGGAAATGCTTAAACAGTGACGGTACCATACCAGAAAGGGACGGCTAAATACGTGCCA 
GCAGCCGCGGTAATACGTATGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGACGGTT 
GCTTAAGTCTGAAGTGAAAGCCCACAGCTCAACTGTGGAATGGCTTTGGAAACTGGGCAACTTGAGTGCA 
GTAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG 
GCGGCTTACTGGACTGCAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGG 
TAGTCCACACCGTAAACGATGGATACTAGTTGTTAGAGGGTTTCCGCCCTTTAGTGACGAAGCAAACGCA 
TTAAGTATCCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGAAGGTA 
CTAGAGATAGTGCTGTCTTCTTCGGAAGCAAAGTGACAGGTGGTGCATGGCCGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGTTTAGTTGCCAGCATTCAGTTGGGCACTC 
TAGACAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAGGTCATCATGCCCCTTATGACCT 
GGGCTACACACGTGCTACAATGGCGTATACAACGAGCAGCAAACCTGTGAAGGTAAGCGAATCTCTTAAA 
GTACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGCGGATC 
AGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGC 
CCAAAGCCGGTGGCCTAACCTTCGGGGAGGAGCCGTCTAAGGCAGGACTGATGACTGGGGTGAAGTCGTA 
ACAAG 


>gi|219857565|ref|NR_025153.1| Fructobacillus ficulneus strain FS-1 16S ribosomal RNA, partial sequence 
GGCGGCGTGCCTAATACATGCAAGTCGAACGCGCAGCGAAAGGTGCTTGCACCTTTCAAGCGAGTGGCGA 
ACGGGTGAGTAACACGTGAATAACCTACCGAAAAGCAGGGGATAACATTTGGAAACAGATGCTAATACCG 
TATAAAACGTACTGTCGCATGACAAAACGTTAAAAGGTCCGTTCGGACCACTTTTTGATGGATTCGCGGT 
GCATTAGTTAGTTGGTGAGGTAAAGGCTCACCAAGACAATGATGCATAGCCGAGTTGAGAGACTGACCGG 
CCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCTGCAGTAGGGAATCTTCCACAATGGACG 
AAAGTCTGATGGAGCAACGCCGCGTGTGTGATGAAGGCTTTCGGGTCGTAAAGCACTGTTGTATGGGAAG 
AACAGGTAGGTTAGGAAATGAACCTGCTTTGACGGTACCATACCAGAAAGGGACGGCTAAATACGTGCCA 
GCAGCCGCGGTAATACGTATGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGACGGTT 
CGATAAGTCTGAAGTGAAAGCCCACAGCTCAACTGTGGAAGTGCTTTGGAAACTGTCGAACTTGAGTGCA 
GTAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG 
GCGGCTTACTGGACTGCAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGG 
TAGTCCACACCGTAAACGATGAACACTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCCGAAGCTAACGCA 
TTAAGTGTTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGAAGGTA 
CTAGAGATAGTGCTGTTTTCTTCGGAAACAAAGTGACAGGTGGTGCATGGCCGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGTTGGGCACTC 
TAGACAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAGGTCATCATGCCCCTTATGACCT 
GGGCTACACACGTGCTACAATGGCGTATACAACGAGCAGCAAACTCGCGAGGGTAAGCGAATCTCTTAAA 
GTACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGCGGATC 
AGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTAATGC 
CCAAAGCCGGTGGCCTAACCTTCGGGGAGGAGCCGTCTAAGGCAGGACAGATGACTGGGGTGAAGTCGTA 
ACAAG 


>gi|219857564|ref|NR_025152.1| Nocardiopsis composta strain KS9 16S ribosomal RNA, partial sequence 
GGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGGTACACGAGCGGCGAACGGGTGAGTA 
ACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATACGACCCT 
CCGCCTCATGGCGGCGGGTGGAAAGTTTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGG 
GGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGGAAGCCTGACGCAGCGAC 
GCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACTCACGCAGGCCCCGGGTTTTCTC 
GGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTC 
CGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAAAGGCCG 
GGGCTTAACTCCGGTTTTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGT 
GTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGAC 
GCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGC 
GCTAGGTGTGGGGGCTTTCCACGGTTCCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCG 
ACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCGGTAATCCTGCAGAGATGTGGGGTCCTTCGGG 
GATCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCC 
GGTACAGTGGGCGTGCGATGCCGTGAGGCGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAATGCCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACCTGTGGCCCAACCCCT 
TGTGGGAGGGAGTGGGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 


>gi|219857563|ref|NR_025151.1| Sporanaerobacter acetigenes strain Lup33 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAAGAATATA 
TAAAGAAATCTTCGGGTGGAAATATATATTTCTTAGCGGCGGACGGGTGAGTAACGCGTGAGGAACCTGC 
CTTGTACTAGGGGATAGCCTCGGGAAACCGGGATTAATACCCTATGATACTTGAGGATCGCATGATTTTC 
AAGTCAAAGCGATTAAGCGGTATAAGATGGACTCGCGTCCCATTAGCTAGTTGGTGAGGTAATAGCTCAC 
CAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAGCGA 
TGAAGGTTTTCGGATCGTAAAGCTCTGTCCTAAGGGACGATAATGACGGTACCTTAGGAGGAAGCCCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGG 
GTGCGTAGGCGGCCTTGTAAGTCAGATGTGAAATCTCACGGCTTAACCGTGGTAAGCATTTGAAACTGTG 
AGGCTTGAGTACAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAT 
ACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGGTCAAACCTCGGTGCCGCA 
GTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTGGCAACACTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCAGCGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACATCCC 
CCGGACGGAACTAGAGATAGTTCATTCCCTTCGGGGACTGGGGAGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCAAACAGTCAG 
GCTGTGCACTCTAAAGAGACTGCCGATGACAAATCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CTTTATGTCCTGGGCTACACACGTGCTACAATGGTCGGTACAACGGGCAGCCACTTAGTGATAAGGAGCT 
AATCCCACAAAACCGATCCCAGTTCGGATTGTAGGCTGCAACCCGCCTACATGAAGCCGGAGTTGCTAGT 
AATCGCGGATCAGAATGCCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGACAATACCCGAAGTCGGTGAGCTAACCGTAAGGAGGCAGCCGCCGAAGGTAGGGTCAATGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857562|ref|NR_025150.1| Desulfobulbus mediterraneus strain 86FS1 16S ribosomal RNA, partial 
sequence 
GTTTGATCCTGGCTCAGWACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGAGTTCT 
TCGGAACTCGAGTAAAGTGGCGCACGGGTGAGTAACGCGTAGATAACCTGTCTTTATGTCTGGGATAACC 
CACCGAAAGGTGGCCTAATACCGGATGTGCTTATTTTTCATAAGTTTTATAAGCAAAGGTGGCCTCTGAT 
TTAAGCTACTGCATATTGAGGGGTCTGCGTACCATTAGCTAGTTGGTGGGGTAAGAGCCTACCAAGGCTT 
CGATGGTTAGCGGGTCTGAGAGGATGATCCGTCACACTGGCACTGAAACACGGGCCAGACTCCTACGGGA 
GGCAGCAGTGAGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGTGAGGAAGGCC 
TTCGGGTCGTAAAACTCTGTCAAGAGGGAAGAAATGCATAACGGTTAATACCCGTTATGTTTGACGGTAC 
CTCTAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGG 
AATTACTGGGCGTAAAGGGCGCGCAGGCGGCCTGATAAGTCAGATGTGAAAGCCCACGGCTTAACCGTGG 
AAGTGCATTTGAAACTGTCAGGCTTGAGTATCAGAGGGGAAAGTGGAATTCCTGGTGTAGAGGTGAAATT 
CGTAGATATCAGGAGGAATACCAGTGGCGAAGGCGACTTTCTGGCTGAATACTGACGCTGAGGCGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGGTGTAGGGG 
GTGTTGATCCCTTCTGTGCCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGA 
ACCTTACCTGGTCTTGACATCCCGGGAATCTCGTGGAAACATGAGAGTGCCTTCATTAGAAGGAACCTGG 
TGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGCCTTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAAAGGGACTGCCGGTGTCAAACCGGAGGAAG 
GTGGGGATGACGTCAAGTCCTCATGGCCTTTATGACCAGGGCTACACACGTACTACAATGGCCGGTACAA 
AGGGCAGCGACACTGCGAAGTGAAGCGAATCCCATAAAACCGGTCTCAGTCCGGATTGGAGTCTGCAACT 
CGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCACGGGAGTCGGTTGTACCAGAAGCAGTTGACCTAAC 


>gi|219857561|ref|NR_025149.1| Streptomyces yunnanensis strain YIM 41004 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGCTTCGGTCGGGGATTAGTGG 
CGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATA 
CCGGATATGACACGGGGTCGCATGATCTCCGTGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCT 
ATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAA 
GCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
CGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCC 
CGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGG 
GAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCATCGGAGCATGTGGCTTAAT 
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATTAGAGATAGGGTCCCCCTT 
GTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGC 
TACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGC 
CCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAT 


>gi|219857560|ref|NR_025148.1| Streptococcus iniae strain ATCC 29178 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAGGATT 
GGTGCTTGCACTAATCCAAAGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTCATAGCGGGGG 
ATAACTATTGGAAACGATAGCTAATACCGCATGACACTAGAGTACACATGTACTTAATTTAAAAGGAGCA 
ATTGCTTCACTATGAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACG 
ATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTT 
CGGATCGTAAAGCTCTGTTGTTAGAGAAGAACGGTAATGGGAGTGGAAAATCCATTACGTGACGGTAACT 
AACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCTCGAGCGTTGTCCGGAT 
TTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTATAAGTCTGAAGTAAAAGGCAGTGGCTCAACCATTGTA 
TGCTTTGGAAACTGTAGAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGT 
AGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCCT 
TTCCGGGGCTTAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCAGGTCTTGACATCCCTCTGACCGTCCTAGAGATAGGATTTTCCTTCGGGACAGAGGAGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTG 
TTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAA 
GCCGGTGACGGCAAGCTAATCTCTTAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATG 
AAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCTAAG 
GTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGCTGCGGCTGGATCACC 


>gi|219857559|ref|NR_025147.1| Streptomyces thermospinosisporus strain AT10 16S ribosomal RNA, partial 


sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCC 
CTTCGGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGC 
CCTGGAAACGGGGTCTAATACCGGATACGACCACTTGAGGCATCTCATGGTGGTGGAAAGCTCCGGCGGT 
GCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTG 
TCGCGTCGGTTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGT 
AGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCAT 
TAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCT 
CTGGAGACAGATCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGG 
ACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATG 
TCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCA 
AAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCA 
GATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGT 
AACACCCGAAGCCGGTGGCCCAACCCCCTTGTGGGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGA 
CGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857558|ref|NR_025146.1| Thermodesulfobacterium hydrogeniphilum strain SL6 16S ribosomal RNA, 


partial sequence 
GGCGAACGCTAGCGGCGCGCCTAACCCATGCAAGTCGTGCGGGAAAGGGTTTCGACCCAAGTACCGCGGC 
AGACGGGTGAGTAACACGTGAGTAACCTGTCCCCGGGTCTGGGATAACCACCCGAAAGGGTGGCTAATAC 
CGGATAAAGTCACCAGGCGCAAGTCTGGCGATGAAAGGGGGGCCTCTGCATAGCAAGCTCCTGCCTGGGG 
AGGGGCTCGCGGCCCATCAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCTACGACGGGTAGCCGGCCTG 
AGAGGGTGGTCGGCCACACGGGCACTGAGACACGGGCCCGACTCCTACGGGAGGCAGCAGGGGGGAATCT 
TGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGGGGGAAGAAGGCCTTCGGGTCGTAAACCCCT 
GTTCTGGGGGAAGAACCCTGGTTTAGTGAATAGCTAAGCCAGGCTGACGGTACCCCAGGAGAAAGCCACG 
GCTAACTGCGTGCCAGCAGCCGCGGTAATACGCAGGTGGCGAGCGTTGCCCGGAATCACTGGGCGTAAAG 
GGTGCGTAGGCGGCCGGACAAGTCGTAGGTCAAAGCCCGGAGCTCAACTCCGGAAAGGCCTACGATACTG 
TCTGGCTTGAGGGCCGGAGAGGCTGGCGGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGGGAGGA 
ACACCGGTGGGGAAGCCGGCCAGCTGGACGGTTCCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACCG 
GATTAGATACCCGGGTAGTCCACGCCGTAAACGATGGGCGCTAGGTGTGGGGGGTTAAACCCTCCGTGCC 
GAAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCAAAGCGAAGAACCTTACCTGGGCTTGACAT 
GCCAGGGTTGTACCCCGGTGGAAACACTGGGGGAGCCTGAGATTTTTCTCAGGCGCTCTGGCACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCC 
TAGTTGCCAGCGGGTAATGCCGGGCACTCTAGGGGGACTGCCGGGGATAACCCGGAGGAAGGAGGGGATG 
ACGTCAAGTCCTCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGGGGGTACAGAGGGTTGCG 
AACCCGTAAGGGGGAGCTAATCCCAGAAAGCCCTCCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGT 
GAAGCCGGAATCGCTAGTAATGGCGGATCAGCATGCCGCCGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCACGGAAGCCGGTCCTACCCGAAGTCGCTACCCTAACCTGCTTCAGCAGGAGGGGGGCG 
CCTACGGTAGGGCTGGTGACTGGGGTG 


>gi|219857557|ref|NR_025145.1| Alcanivorax venustensis strain ISO4 16S 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATC 
CTAGCTTGCTAGGAGGCGTCGAGCGGCGGACGGGTGAGTAACGCGTGAGAATCTACCCATGAGTGGGGGA 
CAACCCGGGGAAACTCGGGCTAATACCGCATACGCCCTACGGGGTAAAGCAGGGGACCTTCGGGCCTTGC 
GCTGATGGATGAGCTCGCGTCGGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAG 
CTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTG 
GGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGT 
AAAGCACTTTCAGCAGGGAGGAAGGCTTACCCCTAATACGGGTGAGTACTTGACGTTACCTGCAGAAGAA 
GCACCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGAAAGGTGCAAGCGTTAATCGGAATTACTGGGC 
GTAAAGCGCGCGTAGGCGGTGTGTTAAGTCGGATGTGAAAGCCCAGGGCTCAACCTTGGAATTGCATCCG 
ATACTGGCACGCTAGAGTGCAGTAGAGGGAGGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCG 
GAAGGAACACCAGTGGCGAAGGCGGCCTCCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCTACTAGCCGTCGGGGTCCTTAGTGAC 
TTTGGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGG 
TCTTGACATCCTCGGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAGCCGAGTGACAGGTGCTGCATGG 
CCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGC 
CAGCACGTCATGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAG 
GTCATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGCTGGTACAGAGGGTTGCGAAGTCGC 
GAGGCGAAGCTAATCCCTTAAAGCCAGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCG 
GAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTGGATTGCACCAGAAGTGGCTAGTCTAACTACGGAGGACGGTCACCACGGTGTGGTTC 
ATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


ribosomal RNA, partial sequence 


>gi|219857556|ref|NR_025144.1| Simonsiella muelleri strain ICPB 3636 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGGACGGCAGCGGGGTAGTGCTTGCATTACTGCCG 
GCGAGTGGCGAACGGGTGAGTATAATATTGGAACGTACCGAGTAATGGGGGATAACTATCCGAAAGGATG 
GCTAATACCGCATACGTCCTGAGGGAGAAAGCGGGGGACAGGCAACTGCCTCGCGTTATTTGAGCGGCCA 
ATATCGGATTAGCTAGTTGGTGGGGTAAAGGCTTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATG 
ATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAAT 
GGGGGGAACCCTGATCCAGCCATGTCGCGTGTATGAAGAAGGCCTTAGGGTTGTAAAGTACTTTTGTTAG 
GGAAGAAAAGGCATTTGCTAATATCAGATGCTGATGACGGTACCTAAAGAATAAGCACCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGCAGA 
CGGTTACTTAAGCAAGATGTGAAATCCCCGAGCTCAACTTGGGAACTGCGTTTTGAACTGGGTAGCTAGA 
GTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGG 
CGAAGGCAGCCCCCTGGGATAGCACTGACGTTCATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGGCACTAGATGCCTTAGTAGCGAAGCTAA 
CGCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCA 
CAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTACGGAA 
TCTCTCAGAGACGGGAGAGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTGGTTGGGCA 
CTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGA 
CCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAGCCGCGAGGTGGAGCCAATCCCAA 
AAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCAG 
GTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGGA 
TACCAGAAGTAGGTAGAATAACCGCGAGGAGTTCGCTTACCACGGTATGCTTCATGACTGGGGTG 


>gi|219857555|ref|NR_025143.1| Geobacillus toebii strain SK-1 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAACGGAAGCTTGCTTCTGTTCGGT 
TAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCGTAAGACCGGGATAACTCCGGGAAACCGGGG 
CTAATACCGGATAACACCGAAGACCGCATGGTCTTTGGTTGAAAGGTGGCTTTTGCTACCACTTACGGAT 
GGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACAATGCGTAGCCGGCCTGAG 
AGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGTCTTCGGATCGTAAAGCTCTGT 
TGTTAGGGAAGAAGAAGTACCGTTCGAATAGGGCGGTACGGTGACGGTACCTAACGAGAAAGCCCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGCGGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGTTCATTGGAAACTGGGG 
GACTTGAGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACA 
CCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTTTTCCCTTTAGTGCTG 
TAGCTAACGCGTTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CCCTGACAACCCTGGAGACAGGGCGTTCCCCCTTCGGGGGGACAGGGTGACAGGTGGTGCATGGTTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCCTAGTTGCCAGCAT 
TCAGTTGGGCACTCTAGGGGGACTGCCGGC TAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCCGCGAGGGGGA 
GCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACG 
AGAGCTTGCAACACCCGAAGTCGGTGAGGTAACCCGTAAGGGAGCCAGCCGCCGAAGGTGGGGCAAGTGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|219857554|ref|NR_025142.1| Desulfofaba hansenii strain Pl 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGAATGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGAGAAATCTTGGGC 
TTCGGCCTAGGAGAGTAAAGTGGCGCACGGGTGCGTAACGCGTGGATAATCTACCCTTGAATCCGGAATA 
ACATTGCGAAAGCGATGCTAATACCGGATGATATTCAAACGGCCTCGGCAGTTTGAATCAAAGACGGCCT 
CTTCTTGAAAGCCGTTGTTTGAGGATGAGTCCGCGTACCATTAGCTTGTTGGTGGGGTAAAAGCCCACCA 
AGGCCGCGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGACACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGRAACCCTRACGCAGCAATGCCGCGTGAGTGATG 
AAGGCCCTTGGGTCGTAAAACTCTGTCAAGCGGGAAGAACGGATCGAAGGTTAATACCCTTTGATTTTGA 
CGGTACCGCTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTT 
ATTCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGCTTCGTAGGTCAGATGTGAAATCCCGGGGCTCAA 
CCCCGGCAGTGCATTTGAAACCCCGAAGCTTGAGTATGGGAGAGGGAAGTGGAATTCCAGGTGTAGAGGT 
GAAATTCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGT 
GCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGATCACTAGGTG 
TTGAGGGTATTGACTCCTTCAGTGCCGCAGCTAACGCATTAAGTGATCCGCCTGGGGAGTACGATCGCAA 
GATTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACG 
CGCAGAACCTTACCTGGATTTGACATCCTGGGAATCATTTGGAAACTTTTGAGTGCCCTTCGGGGAGCCC 
AGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGC 
AACCCCTATCTTCAGTTACCATCATTTGGTTGGGGACTCTGGAGATACTGCCCCGGTTAACGGGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATATCCAGGGCTACACACGTGCTACAATGGCGTGTACA 
AAGGGTAGCAARCCGGTGACGGTAAGCCAATCCCATAAAGCACGCCTCAGTTCGGATTGGAGTCTGCAAC 
TCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGAGAGTTGATTGTACCAGAAGTCGCCCAGCTAAMCTTCNGGGGGGC 
VAGGCGCCTAAGGTATGGTTGATAATTAGGGTGAAGTCGTAACAAGGTA 


>gi|219857553|ref|NR_025141.1| Treponema azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 


AACGAACGCTGGCGGCGCGTCTTAAGCATGCAAGTCGAGCGGCAAGGGGGAGCAATCCCCCCTAGAGCGG 
CGGACTGGTGAGTAACGCGTGGGTGACCTACCTCAAGGCTGGGGATAGCCATTAGAAATAGTGGGTAATA 
CCGAATGTGGTTATTGGGCTGTGGCCCGATAAAGAAAGGCGCTTCGGCGCCGCCTTGGGATGGGCCCGCG 
TCCCATTAGGTAGTTGGCGGGGTAAGAGCCCACCAAGCCTGTGATGGGTAGCCGGCCTGAGAGGGTGAAC 
GGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGA 
CGAAAGTCTGACGGAGCGACGCCGCGTGGATGACGAAGGCCGAAAGGTTGTAAAATCCTTTTGCCAGCGA 
AGAATAAGCGAGGGAGGGAATGCCCGCGCGATGACGNTAGCTGGTGAATAAGCCCCGGCTAATTACGTGC 
CAGCAGCCGNGGNAACACGTAAGGGGCGAGCGTTGNTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGG 
NTATGCAAGTCTGGTGTGAAATACCGAAGCTCAACTTCGGCACTGCATTGGAAACTGTGTGACTAGAGTC 
ATGGAGGGGCAGTTGGAATTCCGAGTGTAGGGGTGAAATCTGTAGATATTCGGAAGAACACCGGTGGCGA 
AGGCGAACTGCTAGCCAATGACTGACGCTGAGGCGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCGCACTATAAACGATGTGCACTAGGTGTTGGACCGAGCGGTTCAGTGCCGGAGCGAACGTGAT 
AAGTGCACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGTTTGACATGGTAGCGAATGGAG 
CAGAGATGTTTCAGCGCCGCAAGGCGCGCTATCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGA 
GGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTACTAACACGCAACGGTGAGGACTC 
TGGCGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCA 
GGGCTACACACGTGCTACAATGGGCGGTACAAAGCGAAGCGAATCCGCGAGGAACAAGCGAAACGCCGAA 
AGCCGCCCGTAGTTCGGATTGAAGTCTGAAACCCGACTTCATGAAGTTGGAATCGCTAGTAATCGCGCAT 
CAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTTGGAGGTA 
CCCAAAGCCGGTAGCTTAACCGCAAGGGGAGCGCTGTCCAAGGTAAATTTAGTGAGGAGGGTG 


>gi|219857552|ref|NR_025140.1| Pseudoalteromonas ruthenica strain KMM300 16S ribosomal RNA, partial 
sequence 
TCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAAGAGGTGCTTGCACCTCT 
GGCGTCGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACCGTTGGAAAC 
GACGGCTAATACCGCATAATNTNTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGT 
GGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCAAGGAG 
GAAAGGTTGTTAGTTAATACCTGATATCTGTGACGTTACTTGCAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGT 
TTGTTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAAGCTAGAGTGT 
GATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAA 
GGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCTACTAGGAGCTCGGCTTTTCGGAGCTGTTTTCCAAAGCAAACGCAT 
TAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATCCAGAGAACTTTC 
TAGAGATAGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCT 
AAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAG 
GGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAGCCTGCGAGGGTGAGCGAATCACTTAAAG 
TGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCA 
GAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCC 
AGAAGTGGTTAGCCTAACCTTCGGGAGGGCGATCACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAA 
CAAGNTAGCCCTAGGGGAA 


>gi|219857551|ref|NR_025139.1| Pseudoalteromonas issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
sequence 
GAAGATGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGA 
AACGACTGCTAATACCGCATAATGTCTAGGACCAAAGGGGGTCTTCGGCTCTCGCCTTTAGATTGGCCCA 
AGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGA 
TCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAG 
GAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGC 
GGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAG 
TGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGC 
GAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAACCTCGGTTCTGTTTTTCAAAGCTAACG 
CATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACT 
TACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAA 
CTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGT 
GTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCACTT 
AAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGT 
ATCAGAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CTCCAGAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTC 
GTAACAAGGTAGCCCTAGGGGAACCTGCGGCTGGATCACCTCCTTA 


>gi|219857550|ref|NR_025138.1| Cupriavidus basilensis strain DSM 11853 16S ribosomal RNA, partial 
sequence 


ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGCAATCCTGGTGGCGAGT 
GGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTCGTGGGGGATAACTAGTCGAAAGATTAGCTAAT 
ACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGTAAGGCCTCGCGCGATAGGAGCGGCCGATGTCTGA 
TTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAA 
CCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAA 
TCCCTTGCYCTAATACRGCGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTG 
TAAGACAGGCGTGAAATCCCCGAGCTCAACTTGGGAATGGCGCTTGTGACTGCAAGGCTAGAGTATGTCA 
GAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCA 
GCCCCCTGGGACGTCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCTTCAGTAACGTAGCTAACGCGTGAAG 
TTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGA 
GATGCATCAGGTGCCCGAAAGGGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCTACGCAAGAGCACTCTAGAGAGA 
CTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCA 
CACGTCATACAATGGTGCGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACGCATCG 
TAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCC 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTA 
GTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCATGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTATCGGAAGG 


>gi|219857549|ref|NR_025137.1| Cupriavidus campinensis strain WS2 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGCAATCCTGGTGGCGAGT 
GGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTTGTGGGGGATAACTAGTCGAAAGATTAGCTAAT 
ACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGAAAGGCCTCGCGCAATAGGAGCGGCCGATGTCTGA 
TTAGCTAGTTGGTGGGGTAAAAGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAA 
CCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAA 
TGGCCCTGGCTAATACCCGGGGTCGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTG 
TAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTTGTGACTGCAAGGCTAGAGTGCGTCA 
GAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCA 
GCCCCCTGGGACGTGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTCAGTAACGTAGCTAACGCGTGAAG 
TTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGA 
GATGCATTAGGTGCTCGAAAGAGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCTACGAAAGGGCACTCTAGAGAGA 
CTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCA 
CACGTCATACAATGGTGCATACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAATGCATCG 
TAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCC 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTA 
GTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCATGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTATCGGAAGG 


>gi|219857548|ref|NR_025136.1| Methylomicrobium buryatense strain 5B 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAAATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAACGGTC 
CTTCGGGAGCCCGACGAGTGGCGGCGGGTTGAGTAACGCGTAGGAATCTGCCTGGTAGTGGGGGACAACG 
TGGGGAAACTCACGCTAATACCCGCATACGCCCTGAGGGGGAAAGCGGGGGATCTTCGGACCTCGCCTAT 
CAGATGAGCCTGCGTTGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGT 
CTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGGACAATGGGCCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAG 
CACTTTCAATAGGGAGGAAAAAGCGTTGGCGAATACCCGATGCCTTGACATTACCTATAGAAGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGTAGGCGGCTGTTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTGATACT 
GGGCAGCTAGAGTTTAGGAGAGGAGAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGG 
AACACCAGTGGCGAAGGCGGCTCTCTGGCCTAAAACTGACGCTGAGGTACGAAAGCGTGGGTTGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGTCTTTATTGAGACTTAG 
TGGTGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCGCAAGTTTAAAACTCAAATGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGA 
CATCCAGAGAATCTGTTAGAGATAGTGGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCCAACAG 
GTCAAGCTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCAGGTACAGAGGGCAGCGAACTTGCGAGAGT 
AAGCAAATCCCAGAAAGCCGGTCCTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCG 
CTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTGGGTTGCAAAAGAAGTAGGTAGTTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGA 
CTGGGGTGAAGTCGTAACAAGGTAACCGTA 


>gi|219857547|ref|NR_025135.1| Mycoplasma phocidae strain 105 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTTCTTATTAGRAYCTAGCGGCGAATGGGTGAGTA 


ACACGTACTTAATCTGCCCTTTAGATTGGAATACCCAATGGAAACATTGGCTAATGCCGGATACGCATAG 
AATCGCATGATTCTGTTGTGAAAGGAGCTCCAAAGCTCCACTAAAGGATGAGGGTGCGGAACATTAGTTA 
GTTGGTGAGGTAATGGCCCACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGG 
ACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGAT 
GGAGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAAGGGAAGAACACTCAGT 
AGAGGAAATGCTATTGAGCTGACGGTACCTTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGG 
TAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTGTTAAGTCT 
AGAGTCAAATTCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGCAAACTAGAGTTAGATAGAGGTAAG 
CGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTG 
GGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCT 
GTAAACGATGATCATTAGTCGGTGGAGGAATCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTA 
GTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTTGAAGATACACGGAAAACCTTACCCACTTTTGACATCCTTCGCGAAGCTATAGAGATATAGTGGAGGC 
TAACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAAC 
GAGCGCAACCCCTATCTTTAGTTACTAACAAGTAATGTTGAGGACTCTAGAGATACTGCCTGGGTAACTG 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACAAGTGGGGCCACACACGTGCTACAATGGG 
CGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGT 
CTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTC 
TCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCG 
GAGGCAACTGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857546|ref|NR_025134.1| Mycoplasma phocirhinis strain 852 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCAAGTCGAGCGAAGTACTTGTACTTAGCGGCGAATGGGTGAGTAACAC 
GTACTCAACGTACCCTTCAGTTTGGAATAGCAGTTGGAAACAGCTGATAATACCAAATACTTATTTTAAT 
CGCATGATTAAAATATAAAAGGTGCCTTAAAGCATCGCTGGAGGAGCGGGGTGCGCAACATTAGCTAGTT 
GGTGAGGTAACGGCTCACCAAGGCCATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAAGTCTGATGGA 
GCGACACAGCGTGCAGGATGACGGCCCCATGGGTTGTAAACTGCTGTGGTAAGGGAATAAAAAWTAGTGT 
AGGAAATGCCACTATATTGAATGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTATTAAGTCTGG 
CGTTAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGTAAACTAGAGTTATGTAGAGGTTAGCG 
GAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAAGATGGCGAAGGCAGCTAACTG 
GACATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
CTAAACGATGATCATTAGCTGATGGGGAACTCGTCGGCACAGCTAACGCATTAAATGATCCGCCTGAGTA 
GTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAARCTATAGAGATATAGTGGAGGT 
TAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAAC 
GAGCGCAACCCCTATTCTTAGTTACTAACATTTAGTTGAGCACTCTAAGAAGACTGCCCGAGTAATCGGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGCCA 
GTACAAAGTGAAGCRACCTGGTGACAGTGAGCAAACCACAAAAAACTGGTCTCAGTTCGGATTGGAGTCT 
GCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTC 
GGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATTAACAAACTG 
CCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857545|ref|NR_025133.1| Mycoplasma phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTTTCTTTTGAAGCCTAGCGGCGAATGGGTGAGTA 
ACACGTGCTTAATCTACCCTTTAGATTGGAATACCYAATGGAAACATTGGCTAATGYCGGATACGCATGG 
AACCGCATGGTTCCGTTGTGAAAGGAGCTTTAYAGCTCCGCTAAAGGATGAGGGTGCGGAACATTAGTTA 
GTTGGTAGGGTAATGGCTTACCAAGACTATGATGTTTAGCCGKGTCGAGAGACTGAACGGCCACATTGGG 
ACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGAT 
GGAGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAGGGAAAGAACACTTGGT 
TGAGGAAATGCTTCCAAGCTGACGGTACCCTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGG 
TAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCT 
GGAGTCAAATCCCGGGGCTCAACCCCGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAGGTAAG 
CGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTG 
GGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCT 
GTAAACGATGATCATTAGTCGGTGGAGGATTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTA 
GTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTTGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAAAGCTATAGAGATATAGTGGAGGT 
TAACGAAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAAC 
GAGCGCAACCCCTATCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGGGTAACTG 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGT 
CGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGT 
CTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATACGTTC 
TCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCG 
GAGGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857544|ref|NR_025132.1| Methylobacter marinus strain A45 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAACAGGC 
CTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTCATAGTGGGGGACAACTT 
GGGGAAACTCAAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCGCTATG 
AGATGAGCCTGCGTTAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTATAGCTGGTC 
TGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 


ATTGGACAATGGGCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCA 
CTTTCAATTGGGAGGAAAACCTGCCGGTCAATACCCGGCAGCTTGACATTACCTTTAGAAGAAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GTGCGTAGGCGGTTATTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGG 
GTAACTAGAGTTTAGTNGAGGAGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAA 
CACCAGTGGCGAAGGCGACTCTNTGGACTAAAACTGACGNTGAGGTACGAAAGCGTGGGTAGCAAACAGG 
ATTANATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGCCTTTTAACAGGCTTAGTG 
GCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGNCCGCAAGGTTAAAACTCAAATGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGAC 
ATCCAGAGAATCTGTTAGAGATAGCGGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACG 
TGATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCA 
TGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAACTCGCGAGAGTC 
AGCAAATCCCAGAAAGCCGGTCCTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGC 
TAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTCACCACTTTGTGATTCATGAC 
TGGGGTGAAGTCGTAACAAGGTAACCGTA 


>gi|219857542|ref|NR_025130.1| Bacillus sonorensis strain NRRL B-23154 
sequence 
CGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACCGACGGGAGCTTGCTCCCTTAGGTTAGC 
GGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAA 
TACCGGATGCTTGATTGAACCGCATGGTTCAATTATAAAAGGTGGCTTTTAGCTACCACTTACAGATGGA 
CCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGG 
GTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGC 
AATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGT 
TAGGGAAGAACAAGTACCGTTCGAACAGGGCGGTGCCTTGACGGTACCTAACCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAAC 
TTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCA 
GTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCA 
GCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCT 
CTGACACCCCTAGAGATAGGGCTTCCCCTTCGGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTT 
GGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGACCTGGGCTACACACGTGCTACAATGGGCAGAACAAAGGGCAGCGAAGCCGCGAGGCTAAGCCAAT 
CCCACAAATCTGTTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAAT 
CGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTT 
TGTAACACCC 


>gi|219857541|ref|NR_025129.1| Thioalkalivibrio thiocyanoxidans strain 
sequence 
CGGCATGCCTAACACATGCAAGTCGAACGGTAACGCAGGAGCTTGCTCCTGGCGACGAGTGGCGGACGGG 
TGAGTAACGCGTAGGAATCTGCCTGGTAGCGGAGGATAACCCGGGGAAACTCGGGCTAATACTGCATACG 
CCCTACGGGGGAAAGCGGGGGACTCTTCGGACCTCGCACTATCAGATGAGCCTGCGTCCAATTAGCTTGT 
TGGTGAGGTAACGGCTCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGAA 
TGAGACACGGCCCAGACTCCTACGGGAGGCATCAGTGGGGAATATTGGACAATGGGGGAAACCATGATCC 
AGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGAACTATCAGTAGGGAAGAAAAGCTGCCGG 
TTAATACCCAACAGTCTTGACATTACCNACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGTCGTNTAAGTTAGA 
TGTGAAAGCCCTGGGCTTAACCTGGGAATTGCATCTAATACTATACGACTAGAGTTTGATAGAGGAGAGC 
GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGG 
CTCAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCN 
TAAACGATGAGAACTAGTTGTTGGNNNNNNNNNNCCGNNCAGTGRCGCAGCTAACGCATTAAGTTCTCCG 
CCTGGGGAGTACGGCCGCAAGGTTRAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAACTTGTCAGAGATGACT 
TGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTATCCCTAGTTGCCAGCGGTTCGGCCGGGAACTCTAGGGAGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTACACACG 
TGCTACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCCTAGT 
CCAGATTGGAGTCTGCAACTCGACTCCATGAAGCAGGAATCGCTAGTAATCGCAGATCAGCACTGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGCACCAGAA 


16S ribosomal RNA, partial 


ARh 2 16S ribosomal RNA, partial 


>gi|219857540|ref|NR_025128.1| Mesoplasma florum strain Ll 16S ribosomal RNA, partial sequence 


CTGGCTCAGGAY GAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGAGGTGCTTGCACCTCAGTG 
GCGAACGGGTGAGTAACACGTATCTAATCTACCTTCTAGCGGGGGATAACTTTTGGAAACGAAAGGTAAT 
ACCGCATGTGGATGTTATTATCGCATGAGAAAACATTCAAAGATCCGTTTGGATCACTAGAAGATGAGGA 
TGCGGCGTATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTT 
GATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAA 
TGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAA 
GGGAAGAAAACATAGGAGAGGAAATGCTCTTATCTTGACGGTACCTTACCAGAAAGCCACGGCTAACTAT 


GTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAG 
GCGGTTTCGCAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCGGGACTAGA 
ATATCAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGTGG 
CGAAAGCGGCTTACTGGCTGATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATAC 
CCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTATTGGGGATTACCTCAGTGCTGCAGCTAACGCAT 
TAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGT 
GGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATACAGTGCAAAGCT 
ACAGAGATGTAGTGGAGGTTAACATTGATACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTG 
TTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGA 
GACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTAC 
ACACGTGCTACAATGGCCGATACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGTCGGTC 
TCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATG 
TCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGAGAGTTGGTAATACCAGAAG 
TACGTTTCCTAACCGTAAGGAAGGCGCGTCCCAAGGTAGGACTAGCGATTGGGGTTAAGTCGTAACAAGG 
TATCCGTACGGGAACGTGCGGATGGATCAC 


>gi|219857539|ref|NR_025127.1| Lachnobacterium bovis strain LRC 5382 16S ribosomal RNA, partial sequence 
GTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAGCGCATTGTT 
TGAATTCTTCGGAAGGAAGATAATGTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCAT 
GTACAGGGGGACAACAGTTGGAAACGGCTGCTAATACCGCATAAGCGCACGAGATTGCATGATCTAGTGT 
GAAAAACTCCGGTGGTATATGATGGACCCGCGTCTGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGG 
CGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAACGAAGAAG 
TATTTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAG 
CGCAGGCGGCCCGGCAAGTCTGATGTGAAAACCCAAGGCTCAACCATGGGATTGCATTGGAAACTGTCGA 
GCTAGAGTATCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACAC 
CAGTGGCGAAGGCGGCTTACTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCGGGTGTTATTAACATTCGGTGCCGG 
CGCAAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCC 
CAATGACAATCTATGTAATGTAGACTCTCTTCGGAGCAATGGAGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTAGCCAGCAGTAAGA 
TGGGCACTCTAGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGACTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGTGAAGCGAGATGGTGACATTAAGCGAA 
TCACAAAAATAACGTCTCAGTTCGGACTGTAGTCTGCAACTCGACTACACGAAGCTGGAATCGCTAGTAA 
TCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGT 
TGGTAATGCCCGAAGCCGGTGACCTAACCGAAAGGAAGGAGCCGTCGAAGGCA 


>gi|219857538|ref|NR_025126.1| Pseudoalteromonas flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 
sequence 
ACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAATG 
CTTGGGAACATGCCTTGAGGTGGGGGACAACCATTGGAAACGATGGCTAATACCGCATAATGTCTACGGA 
CCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAAAGGCT 
CACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTG 
TGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCT 
GTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAG 
CGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGC 
TTAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAG 
CGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTC 
ATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTA 
GGAGCTGGGGTCTTCGGACAACTTTTCCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGC 
AAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAA 
CGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACTC 
TGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCCTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGA 
AGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCAGGTAC 
AGAGAGCAGCGAGCTAGCGATAGTGAGCGAATCCCTTAAAGCCTGTCGTAGTCCGGATTGGAGTCTGCAA 
CTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTGGATAGTCTAACCTTCGGGAGGA 
CGTTCACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGCTG 
GATCACCTCCTTA 


>gi|219857536|ref|NR_025124.1| Helicobacter aurati strain MIT 97-5075c 16S ribosomal RNA, partial 
sequence 

GAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTC 
TAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATACATAGGTTATGTGCCTCATAGTCTAGGA 
TAGCCATTGGAAACGATGATTAATACTGGATACTCCTTATGAGGGAAAGTTTTTCGCTATGAGATCAGCC 
TATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGT 
GAACGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAA 
TGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTCGGATTGTAAACTCCTTTTGTTA 
GAGAAGATAATGACGGTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 


GGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGCAGGCGGGGTAGTAAGTCAGATGTGAAA 
GGCTATGGCTTAACCATAGAACTGCATTTGAAACTGCTACTCTTGAGTATGGGAGAGGTAGGTGGAATTC 
TTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTACTGGAACATTA 
CTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA 
TGAATGCTAGTTGTTGCCCTGCTTGTCAGGGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGA 
GTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCTGCTAGAGATAGTGGAGTGCCT 
TTCGGGGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAGCAGTTCGGCTGAGCACTCTAAGGAGACTGCCTTCGT 
AAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACA 
ATGGGGTGCACAAAGAGACGCAATACCGCGAGGTGGAGCAAATCTTGAAAACATCTCTCAGTTCGGATTG 
TAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAGCCATGTCACGGTGAATAC 
GTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGAATGCCAAA 
CTGGCTACCGCCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAAC 


>gi|219857535|ref|NR_025123.1| Shewanella olleyana strain ACEM 9 16S ribosomal RNA, partial sequence 
CTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAAAGAAAGCTTGCTTTCTTTGCTGACGAGC 
GGCAGACGGGTGAGTAATGCCTAGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAAT 
ACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGAACCTATGTGGGA 
TTAGCTAGTTTGTAAGGTAATGGCTTACCAAGGCCACTATCCCTAGCTGTTCTGAGAGGATGATCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAA 
GCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGCCCTAGGGTTTGTAAAGCACTCTCAGTAGGGAGGAAA 
GGCAGTTGTTTAATACGCTCTCGCTGTGACGTTACCTACAGAAGAAAGACCGGCTAACTTCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTCCAAGCGTTAATCAGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTCAT 
TAAGCCAGATGTGAAATCCCTGGGCTCAACCTGGGAATTGCATTTTGAACTGGTGAACTAGAGTCTTGTA 
GAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGATATCTGAAGGAATACCGGTGGCGAAGGCG 
GCCCCCTGGACAAAGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGCCTTGAGCACTGGGCTCCCAAGCTAACGCATTAA 
GTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAG 
AGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGCGTAATGGCGGGAACTCTAG 
GGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGG 
CTACACACGTGCTACAATGGCGTATACAGAGGGTTGCAAAGCCGCAAGGTCTAGCTAATCTCACAAAGTA 
CGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGA 
ATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAG 
AAGTAGATAGTCTAACCTTCGGGGGGACGTTTACCACTGTGTGGTTTATGGCTGGGGTG 


>gi|219857533|ref|NR_025121.1| Bartonella bovis strain 91-4 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGCAAACGGGTGAG 
TAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATGCCGTATACGTCCT 
AAGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCTCAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGC 
GCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGG 
GTATCTTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGTGGTTTACTGCTCGGTGGC 
GCAGCTAACGCGTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACAT 
CCCGATCGCGGAGAGTGGAGACACACTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCA 
TTAAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAATGGGCAGCGAAACCGCAAGGTG 
GAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGC 
TAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAGCGAC 
TGGGG 


>gi|219857532|ref|NR_025120.1| Bartonella capreoli strain IBS 193 16S ribosomal RNA, partial sequence 
TGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGC 
AAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATGCC 
GTATACGTCCTGAGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGG 
TAAAGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGC 
CGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAGCCGGAGA 
AGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACT 
GGGCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCC 
TTTGATACTGGGTATCTTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGAT 
ATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGTGGTTTAC 


TGCTCGGTGGCGCAGCTAACGCGTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
GCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTT 
AGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGAC 
GTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAG 
ACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAA 
GTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTA 
GGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGG 


>gi|219857531|ref|NR_025119.1| Idiomarina loihiensis strain L2-TR 16S ribosomal RNA, partial sequence 
GCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTCTGCTGACGAGCGGCGGACGGGTG 
AGTAATACTTGGGAATTTGCCTTTAGGCGGGGGACAACCACGGGAAACTGTGGCTAATACCGCATAATGT 
CTACGGACCAAAGTGGGGGACCTTCGGGCCTCACACCTAAAGATGAGCCCAAGCGGGATTAGCTAGTTGG 
TGGGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGC 
CATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGACGAGGAAGGGTGTTGTGTTA 
ATAGCGCAGCACATTGACGTTAGTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATA 
CGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGCGTGTTAAGCAAGATGT 
GAAAGCCCCGGGCTCAACCTGGGAATTGCATTTTGAACTGGCATGCTAGAGTCCTGAAGAGGGTGGTAGA 
ATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATACCGGTGGCGAAGGCGGCCACCTGGTCA 
GAGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGTCAACTAGTTGTTCGTGTCATTAAGACGTGAGTAACGCAGCTAACGCACTAAGTTGACCGCCTG 
GGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGTGAATTTTTCAGAGATGAATTAGT 
GCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTAAAGGTGGGAACTCTGGGGAGACTGCCGG 
TGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACACGTGC 
TACAATGGCGCATACAAAGGGCAGCAAGCCAGCGATGGTTAGCGAATCTCATAAAGTGCGTCGTAGTCCG 
GATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTGGTTAGTT 
TAACCTTCGGGAGAA 


>gi|219857530|ref|NR_025118.1| Bosea massiliensis strain 63287 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGGCACTTCGGTGC 
TAGTGGCAGACGGGTGAGTAACACGTGGGAACGTACCTTTCGGTTCGGAATAATACAGGGAAACTTGTAC 
TAATACCGGATACGCCCTTTTGGGGAAAGATTTATCGCCGATTGATCGGCCCGCGTCTGATTAGCTAGTT 
GGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCA 
GCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGAAGATAATGACTGTAC 
CGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGG 
AATCACTGGGCGTAAAGGGCGCGTAGGCGGACTCTTAAGTCGGGGGTGAAAGCCCAGGGCTCAACCCTGG 
AATTGCCTTCGATACTGAGAGTCTTGAGTTCGGAAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATT 
CGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCCAACTGGTCCGATACTGACGCTGAGGCGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGGG 
TGCATGCACTTCAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAAC 
CTTACCAGCTTTTGACATGTCCGGTTTGATCGGCAGAGATGCCTTTCTTCAGTTCGGCTGGCCGGAACAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGCCCCTAGTTGCCATCATTCAGTTGGGAACTCTAGGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGG 
CAGCGAAGGGGCGACCCGGTGCTAATCCCAAAAAGCCGTCTCAGTTCAGATTGCACTCTGCAACTCGAGT 
GCATGAAGGTGGAATCGCTAGTAATCGTTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCGTCGCGCTAACCGCAAGGAGGCAGGCGA 
CCACGGTAGGCTCAGCGACTGGGGTGAAGTC 


>gi|219857529|ref|NR_025117.1| Afipia birgiae strain 34632 16S ribosomal RNA, partial sequence 
GAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGCGTAGCAATACGTCAGCGGCAGACGG 
GTGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACACAGGGAAACTTGTGCTAATACCGGATAA 
GCCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAACGG 
CTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCA 
AACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTG 
AGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGC 
CCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGT 
AAAGGGTGCGTAGGCGGGTCTTTAAGTCAGAGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGAT 
ACTGAGGATCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGC 
AAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGGAAGTTTACTTTTCA 
GTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTT 
GACATGTCTATGACCGGCACCAGAGATGGAGCCTTCCCTTCGGGGCATAGAGCACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTA 


CCATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGACGCTAAGGGGCAAC 
CCTTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAAT 
CGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGGTTTTACCTGAAGACGGTGCGCTAACCCGCAAGGGAGGCAGCCGGCCACGGTAGGGTCA 
GCGACTGGGGTGAAGTCTAACAAGGT 


>gi|219857528|ref|NR_025116.1| Marinobacter lutaoensis strain 15054 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACA 
GGGGGAGCTTGCTCCCTGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCAGTAGTGGG 
GGATAGCCCGGGGAAACCCGGATTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCT 
TGCGCTATTGGATGAGCCTATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCG 
TAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCRTGTGTGAAGAAGGCCTTCGGGT 
TGTAAAGCACTTTCAGTAGGGAGGAAAACCTGTGGTTAATACCCATTGGGCTTGACGTTACCTACAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCGCGTAGGCGGTTTGGTAAGCGAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATT 
TCGAACTGCCAGGCTAGAGTATGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATAT 
AGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGACTCTTGAAG 
TCTTAGTGGCGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTG 
GCCTTGACATCCAGCGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACGCTGAGACGGGTGCTGCATG 
GCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTAGTTG 
CCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAG 
GTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGCACAGAGGGTTGCGAACCCGC 
GAGGGGGAGCTAATCTCAGAAAACGCGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCG 
GAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTGGATTGCACCAGAAGTAGTTAGTCTAACCTTCGGGGGGACGATTACCACGGTGTGGT 
TCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGYTGGATCACC 


>gi|219857526|ref|NR_025114.1| Xenophilus azovorans strain KF46F 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGCCTTCGGGTGCTGACGAGTGG 
CGAACGGGTGAGTAATACATCGGAACGTGCCCAGTCGTGGGGGATAGCTCGGCGAAAGCCGGATTAATAC 
CGCATACGATCCACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCGATTGGAGCGGCCGATGGCAGATT 
AGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGATTTTGGACAATGGGCGCAAGCC 
TGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGG 
CTCTGGTTAATACCTGGGGCTCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGATGTAA 
GACGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCATTGCTGGAGTGCGGCAGAG 
GGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATC 
CCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTTGCTTTCTCAGTAACGAAGCTAACGCGTGAAGTTG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAT 
GATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAACTTGCCAGAGAT 
GGCTTGGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTCAGTTGGGCACTCTAATGAGA 
CTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTATA 
CACGTCATACAATGGCCGGTACAAAGGGTTGCCAACCCCCCAGGGGGAGCTAATCCCATAAAGCCGGTCG 
TAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTC 
ACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTA 
GTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTATCGGAAGG 


>gi|219857525|ref|NR_025113.1| Tsukamurella strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCC 
TTTCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTGTACTTCGGGATAAGC 
CTGGGAAACTGGGTCTAATACCGGATATGACCTTCTCCTGCATGGGGGTTGGTGGAAAGCTTTTGCGGTA 
CAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGG 
CCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCAGTAGGGACGAAGCGCAAGTGACGGTACCTACAGAAGAAGCACCGGCCAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGT 
CACGTCGTCTGTGAAAACCCGAGGCTTAACCTCGGGCCTGCAGGCGATACGGGCAGACTTGAGTACTGTA 
GGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCG 
GGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATT 
AAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATAGAGGATCGCCG 
GAGAGATTCGGTTTGCCTTGTGCCTTCTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTG 


AGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGG 
CTTCACACATGCTACAATGGCGCGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCG 
CGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCC 
GAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGT 
AACAAGGTAGCCGTACCGGAAGGTGCGGTTGGATCACCTCCT 


>gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae strain K24 16S ribosomal RNA, partial sequence 
ATTGAACGCTAGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGCGGACTTCGGTCTGGCGGCGAGT 
GGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTAAT 
ACCGCATACGCCCTACGGGGGAAAGGGGGGGATCGCAAGACCTCTCACTATTGGAGCGGCCGATGTCGGA 
TTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAA 
CCCTGATCCAGCCATGCCGCGTGTGCGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGAAAGAAA 
CGGCGCCGGATAATACCTGGCGTAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGG 
AAAGAAAGATGTGAAATCCCAGGGCTCAACCTTGGAACTGCATTTTTAACTCCCGAACTAGAGTATGTCA 
GAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCA 
GCCCCCTGGGATAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTAGCTGTTGGGTTCTTCGGAGCTTGGTAGCGCAGCTAACGCGTGAAG 
TTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATCCTGAAGA 
GATTTAGGAGTGCTCGAAAGAGAACCGGAACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTTATGGGTAGGGCTTCAC 
ACGTCATACAATGGTCGGGACAGAGGGCAGCCAACCCGCGAGGGGGAGCCAATCCCAGAAACCCGATCGT 
AGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCG 
CGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCTACCAGAAGTAG 
GTGGCCTAACCGTAAGGAGGGCGCTTACCACGGTAGGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAG 
CCGTGCCGGAAG 


>gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca strain DSM43926 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGC 
CCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCGCCTTCGGCATCGGATGGT 
GGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAA 
GGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCCCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGCC 
GGCTAGAGGTAGGCAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGATCTTCCACGATCTCCGTGCC 
GGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACAT 
CACCCGGACACCTGCAGAGATGTGGGCTTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCACGCCTCT 
TCGGGGGTGGTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTC 
ATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAG 
GTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAG 
TCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
GTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTGGGGGGAGCGGTCCAAGGTGGG 
GCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTG 


>gi|219857522|ref|NR_025110.1| Actinomadura mexicana strain A290 16S ribosomal RNA, partial sequence 
GTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAAC 
ACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATGTAACCACTG 
GTCGCATGGCTGGGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG 
GTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACG 
CCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACC 
TGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGA 
ATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCCACGGCTTAACCGTGGG 
TCTGCGGTGGATACGGGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGC 
GCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAG 
CGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTC 
CTTCCACGGATTCCGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTCGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACC 
TTACCAAGGCTTGACATTGCCGGAAAACCATCAGAGATGGTGGGTCCTTTTTGGGCCGGTGACAGGTGGT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCA 
TGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAC 
GTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGAT 
ACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGA 


AGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACGTCACGAAAGTCAGCAACACCCGAAGCCCGTGGCCCAACCCTTGTGGGGGGAGCGGTCGAAG 
GTGGGGCCGGCGATTGGGACG 


>gi|219857521|ref|NR_025109.1| Geobacillus subterraneus strain 34 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAACGA 
GAGCTTGCTCTTATTTGGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGCAAGACCGGGA 
TAACTCCGGGAAACCGGAGCTAATACCGGATAACACCGAAGACCGCATGGTCTTCGGTTGAAAGGCGGCC 
TTTGGCTGTCACTTGCGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGA 
CGATGCGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCC 
TTCGGGTCGTAAAGCTCTGTTGTGAGGGACGAAGGAGCGCCGTTTGAACAAGGCGGCGCGGTGACGGTAC 
CTCACGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGG 
AATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGG 
AGGGTCATTGGAAACTGGGGGACTTGAGTGCAGGAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATG 
CGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGTAACTGACGCTGAGGCGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAG 
GGGTCACACCCTTTAGTGCTGCAGCTAACGCGATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGA 
ACCTTACCAGGTCTTGACATCCCCTGACAACCCAAGAGATTGGGCGTTCCCCCTTCGGGGGGACAGGGTG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGCCTCTAGTTGCCAGCATTCAGTTGGGCACTCTAGAGGGACTGCCGGCGAAAAGTCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGG 
GCTGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGC 
CTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCACGAGAGCTTGCAACACCCGAAGTCGGTGAGGTAACCCTTACGGGAGCCAGC 
CGCCGAAAGTGGGGCAAGTGATTGG 


>gi|219857520|ref|NR_025108.1| Salinicoccus alkaliphilus strain T8 16S ribosomal RNA, partial sequence 
AATACATGCAAGTCGAGCGCGTCTTCATGGGAGCTTGCTCCCGTGGCGACGAGCGGCGGACGGGTGAGTA 
ACACGTGGGCAACCTGCCCATCAGACGGGGATAACCGCGGGAAACCGTGGCTAATACCGGATAATCCTTT 
TCCACGCAGGTGGGAAAGTTGAAAGGCGGCTTCGGCTGCCGCTGATGGATGGGCCTGCGGCGCATTAGCT 
GGTTGGTGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTG 
ACGGAGCAACGCCGCGTGAGTGACGAAGGGTTTCGGCTCGTAAAACTCTGTTGTCAGGGAAGAACGTCCC 
CGTGAGTAACTGCACGGGGAGTGACGGTACCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGT 
CTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGA 
GAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCT 
CTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCAC 
TCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTCTGAACCCCCTGGAGAC 
AGGGCTTCCCTTCGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTAAACTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGTTGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACAC 
GTGCTACAATGGACAGGTGACAAAGGGCAGCTACGCCGTGAGGCCAAGCGAATCCCATAAAACTGTTCTC 
AGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGTGGATCAGCATGCCA 
CGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAAAGTCAGTAACACCTGAAGCCG 
GTGGGCCAACCTTCATGGAGGCAGCCGTCGAAGGTGGGATTGATGATTGGGGTGAAGTC 


>gi|219857519|ref|NR_025107.1| Comamonas koreensis strain KCTC 12005 16S ribosomal RNA, partial sequence 
CTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCGAACGGG 
TGAGTAACACATCGGAACGTGCCTAGTAGTGGGGGATAACTACTCGAAAGAGTAGCTAATACCGCATGAG 
ATCTAAGGATGAAAGCAGGGGACCTTCGGGCCTTGCGCTACTAGAGCGGCTGATGGCAGATTAGGTAGTT 
GGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACNNGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGNCTGATCCA 
GCAATGCCGCGTGCAGGATGAAGGCCCTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGACNTTTTC 
TAATAAAGAGGGTCCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGTAAGACAAAA 
GGTGAAATCCCCGGGCTTCAACCTGGGAACGGCCTTTGTGACTGCATAGCTAGAGTACGGTAGAGGGGGA 
TGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTG 
GACCTGNACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
CTAAACGATGTCAACTGGTTGTTGGGAATTAACTTTCTCAGTAACGAAGCTAACGCGTGAAGTTGACCGC 
CTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGT 
GGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAAGTGACCAGAGATGGACA 
TGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTG 
ACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATA 
CAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGA 
TCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTCACGGTGAAT 
ACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAGGTAGCCTA 
ACCGNAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCC 


>gi|219857518|ref|NR_025106.1| Paenibacillus brasilensis strain PB1l 72 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGGGTGATGTAGAAGCTTGCTTCTACATCA 
CCTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCACAAGACAGGGATAACTACCGGAAACGGT 
AGCTAATACCCGATACATCCTTTTCCTGCATGGGAGAAGGAGGAAAGACGGAGTAATCTGTCACTTGTGG 
ATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGCGTAGCCGACCTG 
AGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 
TCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCT 
GTTGCCAGGGAAGAACGTCTTGTAGAGTAACTGCTACAAGAGTGACGGTACCTGAGAAGAAAGCCCCGGC 
TAACTACGTGCCAGCCGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCG 
CGCGCAGGCGGCTCTTTAAGTCTGGTGTTTAATCCCGAGGCTCAACTTCGGGTCGCACTGGAAACTGGGG 
AGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACA 
CCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCC 
GAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CCCTCTGACCGGTCTAGAGATAACCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGCTTAGTTGCCAGCAGGTCA 
AGCTGGGCACTCTAAGCAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGGAGCGATCTGGAGC 
GAATCCTAGAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTTACACACCG 


>gi|219857517|ref|NR_025105.1| Pseudoxanthomonas mexicana strain AMX 26B 16S ribosomal RNA, partial 
sequence 
TGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCA 
CAGGAGAGCTTGCTCTCTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTG 
GGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGTGGGGGACCGCAAGGC 
CTCACGCGATTAGATGAGCCGATGTCCGATTAGCTAGTTGGCGGGGTAATGGCCCACCAAGGCGACGATC 
GGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGG 
GTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCTGTCGATTAATACTCGGTGGGGATGACGGTACCCAAAG 
AATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTAC 
TGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGCTGTGAAAGCCCTGGGCTCAACCTGGGAATTGC 
AGTGGATACTGGATCACTAGAGTGTGGTAGAGGGATGCGGAATTTCTGGTGTAGCAGTGAAATGCGTAGA 
GATCAGAAGGAACATCCGTGGCGAAGGCGGCATCCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAACT 
TGGCACCCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTA 
CCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTA 
GTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTGGGGACAGAGGGCTGCAAA 
CCCGCGAGGGTGAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGA 
AGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGG 
TGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGYTGGATCACCTCCTT 


>gi|219857516|ref|NR_025104.1| Stenotrophomonas acidaminiphila strain AMX 19 16S ribosomal RNA, partial 
sequence 
TGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCA 
CAGTAAGAGCTTGCTCTTACGGGTGGCGAGTGGCGGACGGGTGAGGAATGCATCGGAATCTACTCTGTCG 
TGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCAGGGGATCTTCGG 
ACCTTGCGCGATTGAATGAGCCGATGCCCGATTAGCTAGTTGGCGGGGTAAGAGCCCACCAAGGCGACGA 
TCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTC 
GGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGCCGGTTAATACCCGGTTGTTCTGACGGTACCCAA 
AGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATT 
ACTGGGCGTAAAGCGTGCGTAGGTGGTTGTTTAAGTCTGTCGTGAAAGCCCTGGGCTCAACCTGGGAATG 
GCGATGGAAACTGGGCGACTAGAGTGTGGCAGAGGGTAGTGGAATTCCTGGTGTAGCAGTGAAATGCGTA 
GAGATCAGGAGGAACATCCGTGGCGAAGGCGACTGCCTGGGCCAACACTGACACTGAGGCACGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAA 
TTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCT 
TACCTGGCCTTGACATGCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGACACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCT 
TAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATG 
ACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCA 
AGCCGGCGACGGTGAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCAT 
GAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCAC 
GGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGYTGGATCACCTCC 


TT 


>gi|219857515|ref|NR_025103.1| Pseudomonas brenneri strain CFML 97-391 16S ribosomal RNA, partial 
sequence 
CTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACG 
GGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAATACCGCATA 
CGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAG 
TTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAA 
CTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATC 
CAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAA 
ATTAATACTTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGT 
AATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTAGTTAAGTTGG 
ATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTAGAGGGTGG 
TGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTG 
GACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAGAGATAGAT 
TGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACAC 
GTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCANAAAACCGATCGTAG 
TCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCT 
AGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTAGGGGAACCTGCGGTTGGATCACCTCCTTA 


>gi|219857514|ref|NR_025102.1| Pseudomonas grimontii strain CFML 97-514 16S ribosomal RNA, partial 
sequence 
CTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACG 
GGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAATACCGCATA 
CGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAG 
TTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAA 
CTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATC 
CAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCCATNA 
CCTAATACGTGATGGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGT 
AATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGG 
ATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTAGAGGGTGG 
TGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTG 
GACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAGAGATAGAT 
TGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACAC 
GTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGATCGTAG 
TCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCT 
AGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTAGGGGAACCTGCGGTTGGATCACCTCCTT 


>gi|219857513|ref|NR_025101.1| Corynebacterium casei strain LMG S-19264 16S ribosomal RNA, partial 
sequence 
AACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCTTGGGAAACTGGGTCTAATACC 
GAATATGACCACTTCTTGGATGTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGAGCCTGCGGCCTATCAG 
CTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTATCCGGCCTGAGAGGGTGTACGGACACATT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT 
GATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACTCCTTTCGCTATCGACGAAGCCAC 
TTGTGGTGACGGTNGGTANATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTNATACGTAGGGT 
GCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTGGGNGGTTTGTCGCGTCGTCTGTGAAATCCC 
GGGGCTTAACTTCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTACTG 
GTGTTGCGGGGAAATGCGCATATATCAAGACGAACACCTATGGCGAANGCAGGTCTCTGGGCAGTAACTG 
ACTCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGG 
GCGCTAGGTGTAGGGGGCTTCCACGTCTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATT 
CGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTACCGGATTGGGCTAGAGATAGTCTTTCCCTTG 
TGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTATGGTGGGAACTCATGAGAGACTGCCGGGGTTAACT 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
TCGATACAATGGGCAGCGACATCGTGAGGTGAAGCGAATCCCTGAAAGTCGGCCTTAGTTCGGATTGGGG 
TCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTAAACTT 


GTTAGGGAGCTGT 


>gi|219857512|ref|NR_025100.1| Clostridium stercorarium subsp. leptospartum strain ATCC 35414 16S 
ribosomal RNA, partial sequence 

TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCC TAACACATGCAAGTCGAACGGGATCCGTGTTACGG 
AGGTCTTTGGACCGAAGTGGCATGGTGAGAGTGGCGGACGGGCGAGTAACGCGTGAGCAACCTGCCCTAT 
GCTGGGGGATAACACCGGGAAACCGGTGCTAATACCGCATAAGACCACAGTGACGCATGTCACAGTGGTA 
AAAGCTGAGGCGGCATAGGATGGGCTCGCGTCCGATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCG 
ACGATCGGTAGCCGGACTGAGAGGTTGGCCGGCCGCATTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGGAGGAAGAAGGC 
CTTTGGGTTGTAAACTCCTTTGATCGGGGACGAAGATGACGGTACCCGAAGAACAAGCCACGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTA 
GGCGGGGTGCCAAGTCAGGTGTGAAATACCGGGGCTTAACCTCGGGGGTGCATCTGAAACTGGTGCTCTT 
GAGTGCCGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGT 
GGCGAAGGCGGCTTTCTGGACGGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGTAGT 
TAACACAATAAGTATCCCACCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCCC 
TGACGGATGTAGAGATACATCTTCTCCGCAAGGAGCAGGGGAGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAGTTGCCAGCAGTAAGAT 
GGGCACTCTAACGAGACTGCCGGCGAGAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGTCCTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGAAGCAAATCCGCGAGGAGGAGCAAAT 
CCCGAAAGGTCGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATG 
GCAGGTCAGCATCTGCCGTGAATACGTTCCCGGGCTTTGTACACACCGCCCGTCACACCATGAGAGCTGG 
CAACACCCGAAGCCGGTAGCCTAACCGAGAGGGGGGCGCCGTCGAAGGTGGGGTCAGTGATTGGGGTGAA 
GTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857511|ref|NR_025099.1| Mycobacterium doricum strain FI-13295 16S ribosomal RNA, partial sequence 
TGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACG 
TGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATACACCCTGCTGGT 
TGCATGACCTGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGAGG 
TTACGGCTCACCAAGGCGACGACGGGTASCCGGCCTGAGAGGGTGATCGGCCACACTGGGACTGAGATAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGC 
CGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGACGAAGCGTGAGTGACGGTACCT 
ACAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAA 
TTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACCGGGGGCTTAACCCTCGGC 
GTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCG 
CAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGC 
GTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTC 
CTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAA 
CCTTACCTGGGTTTGACATGCGCAGGACGCCGGTAGAGATATCGGTTCCCTTGTGGCCTGTGTGCAGGTG 
GTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCT 
CATGTTGCCAGCACGTGATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGC 
GATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCC 
GTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTGTGTGGGAGGGAGCCG 
TCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 


>gi|219857510|ref|NR_025098.1| Microbacterium gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 
sequence 
ACAGTTGGAAACAGCTGCTAATACCGGATACGCACGAGAACCGCATGGTTACTCGTGGGAAAGATTTTTC 
NGTTCGGGAGGGGCTCGCGTCCTATCANCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGTCNACGGGTAG 
CCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCANACTCCTACNGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGT 
AAACCTCTTTTAGTTGGGAAGAAGCCTTCGGGTGACGGTACCTTCAGAAAAAGCACCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCG 
GTTTGTCACGTCTGCTGTGAAAACTGGAGGCTCAACTTCCAGCTTGCAGTGGGTACGGGCAGACTTGAGT 
GCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCG 
AAGGCAGATCTCTGGGCCCGTAACTGACGCTGAGGAGCGAAAGAGTGGGGAGCAAACAGGCTTAGATACC 
CTGGTAGTCCACTCCGTAAACGTTGGGAACTAGTTGTGGGGGCCTTTCTACGGTCTCCGTGACGCAGCTA 
ACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGACCCGC 
ACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGG 
AAACGGCTTGGAAACAGTCGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGG 
GAACTCATGGAATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCC 
CAAAAAGCCGGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAGTCGCTAGTAATCG 
CAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCG 
GTAACACCTGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGA 


>gi|219857509|ref|NR_025097.1| Burkholderia sacchari strain IPT10 16S ribosomal RNA, partial sequence 


AGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGT 
GCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACATGTCCAGTAGTGGGGGATAGC 
CCGGCGAAAGCCGGATTAATACCGCATACGATCTTTGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTA 
TTGGGGTGGCCGATGGCGGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCCGTAGCTGG 
TCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAG 
CACTTTTGTCCGGAAAGAAATCCTTTGGGCTAATACCCCGGGGGGATGACGGTACCGGAAGAATAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGTGCGCAGGCGGTGATGCAAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTGGTGAC 
TGCATCGCTGGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAG 
GAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTCGGGCCTTCATTGGCTTGGT 
AACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGA 
CATGTACGGAATCCTGCTGAGAGGCGGGAGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCCAGTTGCTACG 
CAAGAGCACTCCGGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCGAAGCCGCGAGGTGGAGCC 
AATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGGTTTTGCCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGCAGGATTCATGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATTCGGAAGGTGCGGCTTGGATCACCTCC 


>gi|219857508|ref|NR_025096.1| Helicobacter canadensis strain NLEP-16143 16S ribosomal RNA, partial 
sequence 
TCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTCTAGCTTGCTAGAAGT 
GGATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCTTTAGTCTGGGATAGCCACTGGAAACG 
GTGATTAATACTAGATACTCCCTACGGGGGAAAGTTTTTCGCTAAAGGATCAGCCTATGTCCTATCAGCT 
TGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGATCGGACACACTGG 
AACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGA 
AGCAGCAACGCCGCGTGGAGGATGAAGGTTTTCGGATTGTAAACTCCTTTTGTTAGAGAAGATTATGACG 
GTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAC 
TCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAGCAAGTCAGATGTGAAATCCTATGGCTTAACC 
ATAGAACTGCATTTGAAACTGTTACTCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAA 
AATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATTACTGACGCTGATGCGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTT 
GTGAGGCTTGTCCTTGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGA 
AGAACCTTACCTAGGCTTGACATTGATAGAATCTACTAGAGATAGTGGAGTGCCCTTTTAGGGAGCTTGA 
AAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGTCCTTAGTTGCTAGCAGTTTGGCTGAGCACTCTAAGGAGACTGCCTTCGTAAGGAGGAGGAAGG 
TGAGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGGTGCACAAA 
GAGAAGCAATACTGCGAAGTGGAGCCAATCTCTAAAACATCTCTCAGTTCGGATTGTAGTCTGCAACTCG 
ACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAGCCATGTCACGGTGAATACGTTCCCGGGTCTTG 
TACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGAATACTAAACTAGTTACCGCCCA 
CGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAACCTGCG 


>gi|219857507|ref|NR_025095.1| Nocardiopsis xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCC 
TTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGG 
TGGAAACGCCGTCTAATACCGGATACGACCCCCCGGCTCATGCCGGAGGGTGGAAAGTTTCTCGGTTGGG 
GATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCGATTACGGGTAGCCGGCCT 
GAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAAGC 
TTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCC 
TTTTACCACTCACGCAGGCCTCCAGTTCTCTGGGGGTTGACGGTAAGTGGGGAATAAGGACCGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGT 
AGGCGGCGTGTCACGTCTGCTGTGAAAGACCGGGGCTCAACCTCGGTTTTGCAGTGGATACGGGCATGCT 
AGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGCCCACCGG 
TGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGA 
TACCCTGGTAGTCCATGCCGTAAACGATGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAG 
CTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACC 
CGTGGACCTGCAGAGATGTGGGGTCATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAGTGGT 
GGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCT 
TATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCGTGCGATGCCGTAAGGTGGAGCGAA 
TCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAA 
TCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAG 
TCGGCAACACCCGAAACTTGCGGCCCAACCCCTTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTG 
GGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857505|ref|NR_025093.1| Paracoccus methylutens strain DM12 16S ribosomal RNA, partial sequence 


AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGCCTTCGG 
GTGAGCGGCGGACGGGTGAGTAACGCGTGGGAATATTCCCTTTGGTACGGAATAGTCCCTGGAAACGGGG 
GCTAATACCGNATNCGCTCTTTTGAGCAAAGATTTATYGGCRAAGGATTGGCCCGCGTCGCATTAGCTAG 
TTGGTGAGATAATGGCTCACCAAGCCAACGATCCATAGCTGGTTTGAGAGGAYGATCAGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGNATCTTAGACAATGGGGGNATCCCTGATC 
TAGCCATGCCGCGTGAGTGATGCAGGCCCTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGGTAATGACGGT 
ACCTGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTC 
GGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCGGAAAGTTGGGGGTGAAACCCGGGGCTCAACCCCG 
GAACTGCCTTCAAAACTATCGGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAAT 
TTGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGCTCGATACTGACGCTTAGGTGCGNA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCGTCGTCGGGC 
AGCATGCTGTTCGGTGACACACCTAACGGTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAAC 
TTAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACC 
TTACCAACCCTTGACATCCCAGGACCGGCCCGGAGACGGGTCTTTCACTTCGGTGACCTGGAGACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGRCAACGAGCGCAACCCACACTC 
TCAGTTGCCATCATTTGGTTGGGCACTCTGGAAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGA 
CGTCAAGTCCTAATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATC 
CCCAAAAGCCATCTCAGTTCGGATTGGTCTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGG 
GTCTACCCGACGGCCGTGCGCTAACC 


>gi|219857504|ref|NR_025092.1| Roseinatronobacter thiooxidans strain ALG 1 16S ribosomal RNA, partial 
sequence 
GTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGANGCCTTCGGNC 
TTAGCGGCGGACGGGTNAGTAACGCNTGGNAACGTGCCCTTTRCTACGGAATAGTCCCGGGAAACTAGGT 
TTAATACCGTATATGCTCTACGGGGGAAAGATTTAGCGGTAAAGGATCGGCCCGCGTTGGATTAGGTAGT 
TGGTGGGGTAATGGCCTACCAAGCCNACGATCMATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGAAAGCCTGATCT 
AGCCATGCCGCGTGAGYGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCGCTGGGGAAGATAATGACGGTA 
CCCAGTAAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCG 
GAATTACTGGGCGTAAAGCGCRCGTAGGCGGATTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCG 
GAACTGCCTCCAANACTATCAGTCTGGAGTTCGATAGAGGTGAGTGNAATTCCGAGTGTAGAGGTGAAAT 
TCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAA 
AGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGC 
AAGCATGCTTGTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTRACGGGGGCCCGCACAAGCGGTGGAGCATGTNGTTTAATTCGAAGCAACGCGCAGAA 
CCTTACCAACCCTTGACATGGGTATCGCNGGACGAGAGATCGTCCTTTCAGTTCGGCTGGATACCACAGG 
TGCTGCATGGCTGTNGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACRT 
TCCTTACTTGCCAGCAGTTCAAGCTGGGCACTCTAAGGAAACTGCCGATGATANGTCGGAGGAAGGTGTG 
GATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTAGTGACAGTGGGA 
TAATCCCAAAAAGCTATCTCAGTTCGGATTGGGGTCTGCNACACGACCCCATGAAGTCGGAATCGCTAGT 
AATCGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGGNNNACCCGAAG 


>gi|219857503|ref|NR_025091.1| Heliobacterium undosum strain BG29 16S ribosomal RNA, partial sequence 
GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGAGAGCTGAAGT 
TTCGRTGGAGGCTCTTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTGCCTGAGAGTGGGGGATAAC 
AGCCCGAAAGGGCTGCTAATACCGCATAACGTTCCTSAAAGACATCTTTCCGSAACCAAAGGAGCAATCC 
GCTATCAGATGGGTCCGCGTCCGATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATCGGTAG 
CCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATCGGCCGCAATGGGCGAAAGCTTGACGGAGCAATGCCGCGTGGGGGATGAAGGTCTTCGGATTGT 
AAACCCTTGTCTTCAGGGAAGAAATATTGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGCGCGTGCAGGCGGACAC 
TTAAGTCTGAGGTGAAAGACCGGAGCTCAACTCCGGGGCGGCCTTGGAAACTGGGTGTCTTGAGGGATGG 
AGAGKACAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACCCCAGTGGCGAAGGC 
GACTGTCTGGACRTTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTATCGACCCCTCCAGTGCAGCAGTCAACACAAT 
AAGCACTCCGCCTGGGGAGTACGGCCGCAAGRY TGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCCTYCGAACCTTGC 
AGAGATGCGAGAGTGCCCTTCGGGGAGCGGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCCAGTTGCCAGCGAGAGAGTCGGGGACTC 
TGGGGAGACTGCCCGGGACGACCGGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCTT 
GGGCTACACACGTGCTACAATGGGCGGTACAAACCGATGCGAAGCTGTGAGGTGGAGCGAACCGGAGAAA 
GCCGYTCACAGTTCGGATTGCAGGCTGCAACTCGNCTGCATGAAGGCGGAATCGCTAGTAATCGCGGGTC 
AGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTYGGCAACAC 
CCGAAGTCGGTGAGGTAACCTAACGGAGCCAGCCGCCGAAGGTGGGGTCGATGATTGGGGTGAAGTCGTA 
ACAAGGTAACCGTATGGGAAGGTGCGGCT 


>gi|219857502|ref|NR_025090.1| Heliobacterium sulfidophilum strain BR4 16S ribosomal RNA, complete 
sequence 

GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGAGAGCTGAAGT 
TTCGATGGAGGCTCTTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTACCGGAGAGTGGGGGATAAC 
AGCCCGAAAGGGCTGCTAATACCGCATAACGTTGTCTGGGGACATCCTTCGGACAACCAAAGGAGCAATC 


CGCTATCGGATGGGTCCGCGTCCGATTAGCTAGTTGGCGGGGTAAACACCCACCAAGGCGACGATCGGTA 
GCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATCTTCCGCAATGGGCGAAAGCTTGACGGAGCAATGCCGCGTGGGGGATGAAGGTCTTCGGATTG 
TAAACCCTTGTCTTCAGGGAAGANTTATTGACGTTACCTAAGGAGGAAGCCCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGCGCGTGCAGGCGGACC 
TTTAAGTCTGAGGTGAAAGACCGGAGCTCAACTCCGGGGCGGCCTTGGAAACTGGAGRTCTTGAGGGATG 
GAGAGGACAGTGGAATTCCCGGTGTAGCGRAGAAATGCGTAGATATCGGGAGGAACCCCATGGCGAAGGC 
GACTGTCTGGACATTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTATCGACCCCTCCAGTGCCGCAGTCAACACAAT 
AAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGACGCAACGGCAAGAACCTTACCAAGGCTTGACATCCTCCGGACCTTGC 
AGAGATGCGAGGGTGCCCTTCGGGGAACGGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCTAGTTGCCAGCGAGAGAGTCGGGGACTC 
TGGGGAGACTGCCCGGGACGACCGGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCTT 
GGGCTACACACGTGCTACAATGGGCGGTACAAACCGATGCGAAGTCGTGAGACGAAGCGAACCGGAGAAA 
GCCGCTCACAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGGTC 
AGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCAACAC 
CCGAAGTCGGTGAGGTAACCTAACGGAGCCAGCCGCCGAAGGTGGGGTCGATGATTGGGGTGAAGTCGTA 
ACAAGGTAACCGTAGGGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis strain LBB1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGAAGTCTTCG 
GACTTAGTGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCCTTGGTACGGAATAGTCCCGGGAAACTG 
GGTTTAATACCGTATATTCTCTGCGGAGGAAAGATTTATCGCCAAGGGATCGGCCCGCGTTGGATTAGGT 
AGTTGGTGGGGTAATGGCCTACCAAGCCCGCGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGAAACCCTGA 
TCTAGCCATGCCGCGTGAGCGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGCTGGGGAAGATAATGACG 
GTACCCAGTAAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGT 
TCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACC 
CCGGAACTGCCTCCAAAACTATCAGTCTGGAGTTCGAGAGAGGTGAGTGGAATTGCGAGTGTAGAGGTGA 
AATTCGTAGATATTCGCAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGC 
GAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGACGTC 
GGCAAGCATGCTTGTCGGTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCA 
GAACCTTACCAACCCTTGACATGTGGATCGCGGGACCAGAGATGGTTCTTTCAGTTCGGCTGGATCCAAC 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACC 
CACGTCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGAAACTGCCGATGATAAGTCGGAGGAAGGTG 
TGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTAGTGACAGTGG 
GATAATCCCAAAAAGCTATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTA 
GTAATCGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGGTCTACCCGAAGATGGTGCGCTAACCAGCAATGGAGGCAGCCAGCCACGGTAGGCTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|219857500|ref|NR_025088.1| Crossiella equi strain NRRL B-24104 16S ribosomal RNA, partial sequence 
GGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGC 
GAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCCGGGAAACTGGGTCTAATAC 
CGGATACGACCTTCGAGGGCATCTTCGAGGGTGGAAAGTTCCGGCGGTGCAGGATGGGCCCGCGGCCTAT 
CAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAG 
CCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTGCCGACGAAGC 
GAAAGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTG 
CGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCTGTGAAAACTCG 
GGGCTTAACTCTGAGCTTGCAGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGT 
GTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGAC 
GCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGC 
GCTAGGTGTGGGGGTCATTCCACGGCCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGT 
GGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGC 
CGGTACAATGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATCGGGGT 
CTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCACGGCCCAACCCGT 
AAGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAG 
GT 


>gi|219857498|ref|NR_025086.1| Actinopolymorpha singaporensis strain IM 7744 16S ribosomal RNA, partial 
sequence 

GGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAG 
TAACACGTGAGCAACCTGCCTTCAGCTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACC 
TCTGCCTGCATGGGTGGTGGTGGAAAGATTTATCGGCTGTAGATGGGCTCGCGGCCTATCAGCTTGTTGG 
TGGGGTGATGGCCTACCAAGGCTTTTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGA 


GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGC 
AACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCGGGGACGAAGCGTGAGTGACGG 
TACCCGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGCGCGAGCGTTGTC 
CGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTTGCGTCGAAAGTGAAAATCCGGGGCTTAACTC 
CGGACTTGCTTTCGATACGGGCAGACTAGAGGTAGGCAGGGGAGAGTGGAATTCCTGGTGTAGCGGTGGA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCTTACCTGACGCTGAGGAGCG 
AAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGG 
GGGACATTCCACGTTCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGATGCAACGCG 
AAGAACCTTACCTGGGTTTGACATGCAGAGAAATCTCGTAGAGATACGGGGTCCGTAAGGGTCCTGCACA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTC 
GTCCTATGTTGCCAGCGGGTAATGCCGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGG 
GGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTGCAAACATGCTACAATGGTCGGTACAATGGG 
CTGCGAAATCGTAAGGTGGAGCGAATCCCTAAAAGCCGGCTTCAGTTCGGATCGGGGTCTGCAACTCGAC 
CCCGTGAAGTTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACGTCATGAAAGTCGGCAATACCCGAAGCCGGTGACCTAACCCCTTGTGGGATGGAG 
CCGTCGAAGGTGGGGCTGGCGATTAGGACGAAGTCGTAACAA 


>gi|219857497|ref|NR_025085.1| Paenibacillus granivorans strain A30 16S ribosomal RNA, partial sequence 
ATCNTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTGATGAGAAGCTT 
GCTTCTCAGATAGTTAGCGGCGGACGGGTGAGTAACACGTAGGTAACCTGCCCATAAGACTGGGATAACA 
TTCGGAAACGAATGCTAATACCAGATACGCGATTTTCTCGCATGAGGAAATCGGGAAAGGCGGAGCAATC 
TGTCACTTATGGATGGACCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGC 
GTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGA 
TCGTAAAGCTCTGTTGCCAGGGAAGAACGCTTGGGAGAGTAACTGCTCCCAAGGTGACGGTACCTGAGAA 
GAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATT 
GGGCGTAAAGCGCGCGCAGGCGGTTGATTAAGTCCGGTGTTTAAGGCTATGGCTCAACCATAGTTCGCAC 
TGGAAACTGGTCAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGA 
TGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGAT 
ACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAA 
GGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACC 
AGGTCTTGACATGCCTCTGACCGCTCTAGAGATAGAGCTTCTCTTCGGAGCAGGGGACACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATGTTAGT 
TGCCAGCAGGTAAAGCTGGGCACTCTAACGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCAGTACAACGGGAAGCGAAAT 
CGCGAGATGGAGCGAATCCTATCAAAGCTGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAA 
GTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCC 
CGTCACACCACGAGAGTTTACAACACCCGAAGCCGGTGGGGTAACCCGCAAGGGAGCCAGCCGTCGAAGG 
TGGGGTAGATGAT 


>gi|219857496|ref|NR_025084.1| Arthrobacter sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCACTTGTGGGGGGGATTAGTGGCGAACGGGT 
GAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATG 
ACGCCTCATCGCATGGTGGGGGGTGGAAAGTTTTTGTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGT 
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGC 
AGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGA 
CGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTT 
ATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGGGGCTCAA 
CTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGCTGAGGA 
GCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTG 
TGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAAC 
GCGAAGAACCTTACCAAGGCTTGACATGGACTGGAAATACCTGGAAACAGGTGCCCCCGCTTGCGGCCGG 
TTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGTTCTATGTTGCCAGCGCGTGATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTAC 
AAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAA 
CTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTATGGG 
GAGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGT 


>gi|219857495|ref|NR_025083.1| Arthrobacter methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCTCAGCTTGCTGGGGGGATTAGTGGCGAACGGG 
TGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAN 
GACCGATCNCCGCATGTTGTGTTGGTGGAAAGCTTTTGCGGTTTTGGATGGACTCGCGGCCTATCAGCTT 
GTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGAT 
GCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGT 
GACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCG 


TTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGACCGGGGCTC 
AACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCG 
GTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGCTGAG 
GAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGG 
TGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATGGACTAGTAAAGCGCAGAGATGCGTTCCCCCTCTTGAGGCT 
GGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCGTTCTATGTTGCCAGCGCGTGATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGT 
ACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGC 
AACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTG 
GGGAGGAGCTGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGT 


>gi|219857494|ref|NR_025082.1| Hyphomicrobium sulfonivorans strain S1 16S ribosomal RNA, partial sequence 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGAGTAACGCG 
TGGGAACCTTCCCAATGGTGCGGAATAGCCCAGGGAAACTTGGAGTAATACCGCATAAGCCCTTAGGGGG 
AAAGATTTATCGCCATTGGATGGGCCCGCGTCGGATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCG 
ACGATCCGTAGCTGGTTTGAGAGAATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATCTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGACGAAGGC 
CTTAGGGTTGTAAAGCTCTTTTGCCGGGGACGATAATGACGGTACCCGGAGAATAAGTCCCGGCTAACTT 
CGTGCCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTA 
GGCGGATTATTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGGTAATCTA 
GAGTCCGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTACGAAGAACACCAGT 
GGCGAAGGCGGCCCACTGGATCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTCGGCAAGCTTGCTTGTCGGTGGCGCAGCTA 
ACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACATGGTCGGT 
CGGTTTCCAGAGATGGATTCCTCCTAGCAATAGGCCGATACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTAAGTTGG 
GCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAACACAGCGATGTGAAGCTAATCT 
CAAAAAGCCGTCTCAGTTCGGATTGGTCTCTGCAACTCGAGACCATGAAGTTGGAATCGCTAGTAATCGC 
GGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGT 
TCTACCCGAAGGCGATGCGCTAACCCGCAAGGGAGGCAGTCGACCACGGTAGGGTCAGCGACTGGGGTGA 
AGTCGTAACAA 


>gi|219857493|ref|NR_025081.1| Dethiosulfovibrio marinus strain sr12 16S ribosomal RNA, partial sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTGGGACGAAGGTATGAACTTGAAGGCTT 
CGGCTGGACGGTACATATACTGAGTCGCGGACGGGTGAGTAATGCGTGAGGACCTGTCCATCAGAGGGGG 
ATAGCCCCGGGAAACCGGGATTAAAACCCCATAAGCC YAAGGGTGAAAGGGAGCAATCCGCTGATGGAGG 
GTCTCGCGTCCTATCAGGTAGTTGGTGGGGTAARGGCCTACCAAGCCGAAGACGGGTAGCCGGACTGAGA 
GGTTGACCGGCCACATTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
GCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGTCTTCGGATTGTAAACCTCTGTT 
GCAGGGGAAGAAGGAAGTGACGGTACCCTGCGAGGAAGCCCCGGCAAACTACGTGCCAGCAGCCGCGGTA 
ACACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCTGCGAGGCAAGTCGGG 
TGTAAAAGGCACGGGCTCAACCCGTGTGTGCACTCGAAACTGTCTTGCTGGAGGGGTAGAGAGGCAAGCG 
GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGC 
TACACCCTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCAGT 
AAACGATGAATGCTAGGTGTGGGTGGGTCAAACCATCCGTGCCGCAGTTAACGCGATAAGCATTCCGCCT 
GGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGG 
TTTAATTCGATGCAAACCGAAGAACCTTACCTGGGCTTGACATCTAGGTGGTATTGACCTGAAAGGCGAT 
AGACCATATTTTCGGATATGGAGCCTAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTCAGTTGCTAACGTTTAAGTCGAGCACTCTGGCGA 
GACTGCCGGCGACAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCAA 
CACACATGCTACAATGGCCGATACAGAGGGAAGCGAAGGCGCGAGTTGGAGCGGATCCCAAAAAGTCGGT 
CCCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCTAA 
GTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTTGGGTGCACCCGAA 
GCCGGAGGCTGAACCCTTAGGGGACAGATCCGTCGAAGGTGTGTCTGGTAAGGAGGGTGAAGTCGTAACA 


>gi|219857492|ref|NR_025080.1| Comamonas denitrificans strain 123 16S ribosomal RNA, partial sequence 
TGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTTCGGGATGCTGACGAGTGGCGAACGG 
GTGAGTAATACATCGGAACGTGCCTAGTAGTGGGGGATAACTACTCGAAAGAGTGGCTAATACCGCATGA 
GATCTATGGATGAAAGCAGGGGACCTTCGGGCCTTGTGCTACTAGAGCGGCTGATGGCAGATTAGGTAGT 
TGGTGGGATAAAAGCTTACCAAGCCTACGATCTGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCC 
AGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGTCTTGGG 
TTAATACCCTGGGATCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGT 
GGTGAAATCCCCGGGCTCAACCTGGGAACTGCCATTGTGACTGCAAGGCTGGAGTGCGGCAGAGGGGGAT 
GGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGG 
GCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCC 


TAAACGATGTCAACTGGTTGTTGGGAATTTATTTTCTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCC 
TGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTT 
CTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTATGGAATCCTTTAGAGATGAAGGA 
GTGCTCGAAAGAGAGCCATAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGA 
CAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTAGAAACGTCATAC 
AATGGCCGGTACAAAGGGTAGCCAAGCCGCGAGGTGGAGCCAATCCCATAAAGCCGGTCGTAGTCCGGAT 
CGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATA 
CGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAGGTAGCCTAA 
CCGCAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGG 


>gi|219857491|ref|NR_025079.1| Desulfomonile limimaris strain DCB-M 16S ribosomal RNA, partial sequence 
GTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGAGAAACACACCC 
TTCGGGGTGTGGAGTAAAGTGGCGCACGGGTGAGTAACACGTGGGTAACCTACCTCAGGGTCCGGGATAA 
CTGGCCGAAAGGCCCGCTAATACCGGATAAGGCCACAGGAGCCTCGGCTCCAGGGGTCAAAATCGGCCTA 
TCGCAGAAGCCGGTGCCCCGAGATGGGCCCGCGGACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAG 
GCCGAGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTAC 
GGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGGTGAAGAA 
GGCCTTCGGGTTGTAAAGCCCTGTCAAATGGGAAGAAACCACCTATGGTGAATAGTCATGGGTGCTGACG 
GTACCATTAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGTGCAAGCGTTGT 
TCGGAATTACTGGGCGTAAAGAGCGTGTAGGCGGCCTAATAAGTCGAATGTGAAAGCCCGGGGCTCAACC 
TCGGAAGTGCATTCGATACTGTTAGGCTTGAGTACGGGAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGA 
AATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTCCTGGACCGATACTGACGCTGAGACGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGAGCACTAGGTGTA 
GCGGGTGTTGACCCCTGCTGTGCCGGCGCTAACGCATTAAGTGCTCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCG 
AAGAACCTTACCTGGGCTTGAAATCACCCGGACAGCCGTGGAAACACGGTCTCCTTCGGGCTGGGTGACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCT 
GCCTTTAGTTGCCATCATTAAGTTGGGCACTCTAAAGGGACTGCCGGTGTTAAACCGGAGGAAGGTGGGG 
ACGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGTCGTACAAAGGGAA 
GCGAGATCGCGAGGTTGAGCAAACCCCAAAAAACGGCTCTCAGTCCGGATTGGAGTCTGCAACTCGACTC 
CATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCACGAAAGCTGACTGCACCAGAAGTCGTTGGGCTAACCCTCGGGAGGCAGGCGCCT 
AAGGTGTGGTTGGTGATTGGGGTGAAGTCGTAACAGGGTAGCCGTAGGGGAAC 


>gi|219857490|ref|NR_025078.1| Desulfovibrio dechloracetivorans strain SF3 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAGCTC 
TCTTCGGAGAGTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATAATCTGCCCTGAAGATCGGGATA 
ACAGCTGGAAACGACTGCTAATACCGTATAATCTGCATATTTAACTTTATGTGGGAAAGATGGCCTCTAC 
TTGTAAGCTATCACTTTTGGATGAGTCCGCGTCTCATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGC 
AACGATGAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACCGCAGCGACGCCGCGTGTAGGAAGAAG 
CCTTCGGGTCGTAAACTACTGTCAAGAGGGAAGAAACCGTAGAGTATTAATACGACTCTGCGCTGACGGT 
ACCTCTAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATC 
GGAATCACTGGGCGTAAAGCGTGCGTAGGCGGCGTATCAAGTCAGGCGTGAAAGCCCTCGGCTCAACCGG 
GGAATTGCGCTTGAAACTGGTATGCTAGAGTCTCGGAGAGGTTGGCGGAATTCCAGGTGTAGGAGTGAAA 
TCCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGACGAGTACTGACGCTGAGGTACGA 
AAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATATTAAGTGTCGG 
GGTTTTACTTCGGTGCCGCAGTTAACGCGTTAAATATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACT 
TACCTAGGCTTGACATCCTGAGAACCCTCCCGAAACGGAGGGGTGCCCTTCGGGAATTCAGTGACAGGTG 
CTGCATGGCTGTCGTCAGGTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTATTGT 
TAGTTGCCATCACATAATGGTGGGCATTTTAGTGAGACTGCCCGGTTCAACCGGGAGGAAGGTGGGGACG 
ACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGTGCATACAAAGGGCAGCG 
AAGCCGCGAGGTCGAGCCAATCCCAGAAAATGCATCCCAGTCCGGATCGGAGTCTGCAACTCGACTCCCG 
TGAAGTTGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCACGAAAGCTGGTTCTACCCGACAACGGCGGACTAACCCTTCGGGAGGTAGTCGTCTA 
CGGTAGGGCTGGTGATTGGGGTGAAGTCGTAACCAAGGTAGCCGTAGGGAACCTGCGGCTGGATCAC 


>gi|219857489|ref|NR_025077.1| Propioniferax innocua strain ATCC 49929 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCTTCGGGGTACACGAGTGGCG 
AACGGGTGAGTAACACGTGAGTAACCTACCCCCGACTTTGGAATAAGCGCCCGAAAGGGCGTCTAATACC 
GAATGGTTCCACAGTGGGCATCCACTGTGGCGAAAAGCTCCGGCGGTTGGGGATGGACTCGCGTCCTATC 
AGTTTGTTGGTGAGGTAACGGCTCACCAAGACTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGC 
CTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGACGAAGCT 
AACGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTGC 
GAGCGTTGTCCGGAATCATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCACGTCGGAAGTGAAAACTCAG 
AGCTTAACTCTGAGCCTGCTTCCGATACGGGCTGACTAGAGGAAGGTAGGGGAGAACGGAATTCCTGGTG 
GAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGACCTTTCCTGACG 
CTGAGAAGCGAAAGCGTGGGGATCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCA 


CTAGGTGTGGGGGACATTCCACGTTCTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAACACCTAGAGATAGGTGCCCCTTATGG 
TCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTCCTATGTTGCCAGCAATTCGGTTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTAGGGATGAGGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGTCGG 
TACAATGGGCTGCGAACCTGCGAAGGTAAGCGAATCCCACAAAGCCGGCCTCAGTTCGGATTGGGGTCTG 
CAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCTTTTGG 
AGGGAGCCGTCGAAGGTGGGGCTGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAG 


>gi|219857488|ref|NR_025076.1| Propionibacterium australiense strain LCDC-98A072 16S ribosomal RNA, 
partial sequence 
GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCGCCTTTTGGTGTACACGAGTGGCGA 
ACGGGTGAGTAACACGTGAGGAACGTGCCCTTGACTTTGGTATAGCACTTGGAAACAGGTGGTAATCCCG 
AATATTCAGTTTCCCGGGCATCTGGGGGGTTGGAAAGCTTTTGCGGTCAGGGATCGTCTCGCGGCCTATC 
AGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
TTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC 
CTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCACCCATGACGAAGCT 
TTTGTGACGGTAGTGGGGGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTGC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTGATCGCGTCGATAGTGAAATCCCGG 
GGCTTAACTTCGGGCTTGCTTTCGATACGGGTTGACTTGAGGAAGGTAGGGGAGAATGGAATTCCCGGTG 
GAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGACCTTTCCTGACG 
CTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCTGTAAACGGTGGGTA 
CTAGGTGTGGGTCACATTCCACGTGGTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTGCCGGAAGCATTCAGAGATGGGTGTGCCTTTTTG 
GCCGGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTCCAATGTTGCCAGCAGTTCGGCTGGGGACTCATTGGAGACCGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCG 
GTACAAAGAGTTGCGAGCCTGTGAGGGTGAGCGAATCTCAGAAAGCCGGTCTCAGTTCGGATTGGGGTCT 
GCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTGTCCTTTTT 
TGGGGGGAGCCGTCGAAGGTGGGACTGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219857487|ref|NR_025075.1| Subtercola frigoramans strain K265 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCAGAGCTTGCTTTGGTGATTAGTGGCGAACGGG 
TGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCACTGGAAACGGTGTCTAATACCGGATAT 
GACCTTCGGCCGCATGGCCTGTTGGTGGAAAGATTTTTTGGTCAAGGATGGACTCGCGGCCTATCAGGTT 
GTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGAT 
GCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAAGGAAGAAGAAGAAGA 
ACTTCGGTTTGACGGTACTTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAA 
CTGGAGGCTCAACCTCCAGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAAC 
TGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTT 
GGGAACTAGATGTAGGGGCCATTCCACGGTTTCTGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACCTGCAGAAATGTAGGCCCCG 
CCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAAAGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
AGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCAACGCCAGTGGCCTAAC 
CCGTAAGGGAGGGAGCTGTCTAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCG 
GAA 


>gi|219857486|ref|NR_025074.1| Subtercola boreus strain K300 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGAGGTGCTTGCATTCTTGGATTAGTGGCGAACGG 
GTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCGTTGGAAACGACGTCTAATACCGGATA 
TGACGACTGAACGCCTGTTCTGGTTGTGGAAAGATTTTTTGGTCAAGGATGGACTCGCGGCCTATCAGGT 
TGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGA 
TGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAAGGAAGAAGAACTTC 
GGTTTGACGGTACTTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
AAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCTGGA 
GGCTCAACCTCCAGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTG 
TAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACG 
CTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAA 
CTAGATGTAGGGACCATTCCACGGTTTCTGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 


ATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACGAGAACGGGTCAGAAATGATCAACTCTTTGGA 
CACTCGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGC 
CGGTACAAAGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGT 
CTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCAACGCCAGTGGCCTAACCTTC 
GGGAGGGAGCTGTCTAAGGTGGGATTGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAA 


>gi|219857485|ref|NR_025073.1| Haemophilus felis strain ATCC49733 16S ribosomal RNA, partial sequence 
TGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAGCA 
GGAGAAAGCTTGCTTTCTTGCTGACGAGTGGCGGACGGGTGAGTAAYGCTTGGGAATCTGGCTTATGGAG 
GGGGATAACTACGGGAAACTGTAGCTAATACCGCGTAATATCGAAAGATTAAAATGTGGGACTTTTAGCC 
AGCATGCCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGGGGTAAGGGCCTACCAAGCCGACGATC 
TCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCRCAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGG 
GTTGTAAAGTTCTTTCGGTGGTGAGGAAGGTTGTAATGTTAATAGTATTACAAATTGACGTTAACCACAG 
AAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAAC 
TGGGCGTAAAGGGCACGCAGGCGGAYTKTTAAGTGAGATGTGAAATCCCYGRGCTTAACTTGGGAATTGC 
ATTTCAGACTGGSAGTCTAGAGTAYTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGA 
GATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAATATACTGACGCTCATGTGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTGGGGATTGGGCTATAT 
GCTTGGTGCCCGAAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCT 
ACTCTTGACATCCTAAGAAGAACTCAGAGATGAGTTTGTGCCTTCGGGAACTTAGAGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTT 
GCCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTGCATACAGAGGGAAGCGAGAGTG 
CGAGCTGGAGCGAATCTCAGAAAGTGCATCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTC 
GGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACGGAAACGGGGGCGTTTACCACGGTATGA 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|219857483|ref|NR_025071.1| Mycoplasma elephantis strain E42 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTGCTTGCACCTAGCGGCGAATGGGTGAGTAACAC 
GTACTTAACATACCCTATAGTTTGGGATAACGTTTGGAAACAGGCGCTAATACCGAATATATGTTTTTAT 
CACATGATGATTACATGAAAGGAGCTTCTGGCTTCGCTATTGGATTGGGGTGCGGAATATTAGTTAGTTG 
GTGGGGTAATGGCTCACCAAGACGATGATATTTAGCCGGGTTGAGAGACCGACCGGCCACACTGGGACTG 
AGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAG 
CGACACAGCGTGAACGATGAAGCCCTTCGGGGTGTAAAGTTCTGTTATAAGAGAAGAAAAAACTAGAGAG 
GAAATGCTTTAGTCTTGACGGTATCTTATTAGAAAGTGACGGCTAACTATGTGCCAGCAGCCGCGGTAAT 
ACATAGGTCACGAGCGTTATCCGAAATTATTGGGCGTAAAGCGTCCGTAGGTTGTTTGTTAAGTCTGACG 
TTAAATCTTGGGGCTCAACCCCATTCCGCGTTGGATACTGGCAGGCTAGAGTTATATAGAGGTTAGTGGA 
ATTCAATGTGAAGCGGTGGAATGCGTAGATATATTGAAGAACACCAATGGCGAAGGCAGCTAACTGGGTA 
TAAACTGACACTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGATCATTAGTTGGTGGCAAAGTCACTAATACAGCTAACGCATTAAATGATCCGCCTGAGTAGTAT 
GCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTG 
AAGATACGCGTAGAACCTTACCCACACTTGACATCTTCTGCAATGCTATAGAGATATAGTGGAGGTTAAC 
AGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCTGCAACGAGC 
GCAACCCTTATCATTATTTACCATCATTAAGTTGGGGACTATAATGAGACTGCCCGAGTAATTGGGAGGA 
AGGTGGGGACGACGTCAAATCATCATGCCTCTTACGTGTGGGGCAACACACGTGCTACAATGGTCGATAC 
AAAGAGAAGCAACCCGGCGACGGTGAGCAAACCTCAAAAAGTCGATCTCAGTTCGGATTGGAGTCTGCAA 
CTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGGTCAGCTATACTACGGTGAATACGTTCTCGGAT 
CTTGTACACACCGCCCGTCACACCATGGGAGC TGGAAATGCCCGAAGCCGGTTAGTTAACTTCGGAGGCA 
ACTGTCTAAGGCAGGTCCGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857482|ref|NR_025070.1| Mycoplasma equigenitalium strain T37 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTGCTTGCACCTAGCGGCGAATGGGTGAGTAACAC 
GTACTTAACATACCTTATAGTTTGGGATAACGTTTGGAAACAGGCGCTAATACCGAATATCTGTTTTTAT 
CGCATGATGAAAACATGAAAGGAGCTTCTGGCTTCGCTATTGGATTGGGGTGCGGAATATTAGTTAGTTG 
GTGGGGTAATGGCTCACCAAGACGATGATATTTAGCCGGGTTGAGAGACCGACCGGCCACACTGGGACTG 
AGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAG 
CGACACAGCGTGAACGATGAAGCCCTTCGGGGTGTAAAGTTCTGTTATAAGAGAAGAAAAAACTAGGGAG 
GAAATGCCTTAGTCTTGACGGTATCTTATCAGAAAGTGACGGCTAACTATGTGCCAGCAGCCGCGGTAAT 
ACATAGGTCACGAGCGTTATCCGAAATTATTGGGCGTAAAGCGTCCGTAGGTTGTTTGTTAAGTCTGACG 
TTAAATCTTGGGGCTCAACCCCATTCCGCGTTGGATACTGGCAAGCTAGAGTTATATAGAGGTTAGTGGA 
ATTCAATGTGAAGCGGTGGAATGCGTAGATATATTGAAGAACACCAATGGCGAAGGCAGCTAACTGGGTA 
TAAACTGACACTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGATCATTAGTTGGTGGCAAAGTCACTAACACAGCTAACGCATTAAATGATCCGCCTGAGTAGTAT 
GCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTG 
AAGATACGCGTAGAACCTTACCCACACTTGACATCTTCTGCAATGCTATAGAGATATAGTGGAGGTTAAC 
AGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCTGCAACGAGC 
GCAACCCTTATCATTATTTACCATCATTTAGTTGGGGACTATAATGAGACTGCCCGAGTAATCGGGAGGA 


AGGTGGGGACGACGTCAAATCATCATGCCTCTTACGTGTGGGGCAACACACGTGCTACAATGGTCGATAC 
AAAGAGAAGCAACCCGGCGACGGTGAGCAAACCTCAAAAAATCGATCTCAGTTCGGATTGGAGTCTGCAA 
CTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGGTCAGCTATACTACGGTGAATACGTTCTCGGAT 
CTTGTACACACCGCCCGTCACACCATGGGAGCTGGAAATGCCCGAAGCCGGTTAGTTAACTTCGGAGGCA 
ACTGTCTAAGGCAGGTCCGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857481|ref|NR_025069.1| Mycoplasma spermatophilum strain AH159 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTAGCAATACTTAGCGGCGAATGGGTGAGTAACAC 
GTGCTCAACGTGCCCTCAAGATTGGGATAGCAACTGGAAACAGTTGATAATACCAAATACTTATATTTTT 
CGCATGAAGAATATATAAAAGGAGCGTTTGCTCCGCTCGAGGATCGGGGTGCGTAACATTAGCTAGTTGG 
TGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACTGA 
GATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAACGAAAGTTTGATGGAGC 
GACACAGCGTGCAGGATGAAGGTCCTATGGATTGTAAACTGCTGTGGTAAGGGAAGAAAAAGTAGCTTAG 
GAAATGAAGTTACATTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAAT 
ACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCATCTGTAGGTTGTTTGTTAAGTCTGGCG 
TCAAATTTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCAGACTAGAGTTATGTAGAGGTTAGCAGA 
ATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAATATCAATATGGCGAAGGCAGCTAACTGGA 
CATACACTGACACTGAGAGATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCT 
AAACGATGATCATTAGCTGATGGAGAATTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTAGT 
ACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
TGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAATGCTATGGAGACATAGCGGAGGTTA 
ACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCTGCAACGA 
GCGCAACCCTTATCCTTAGTTACCATCATTTAGTTGGGGACTCTAGGGAGACTGCCCGAGTAATCGGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACGGT 
ACAAAGAGAAGCGAAGTGGTGACATGGAGCAAACCTCAAAAAACCGTTCTCAGTTCGGACTGTAGTCTGC 
AACTCGACTACACGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGG 
GTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAACAAACTGCC 
TAAGGCAGGACTGGTGACTGGGGTTAAGT 


>gi|219857480|ref|NR_025068.1| Mycoplasma primatum strain HRC292 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGGTAGCAATACCTTAGCGGCGAATGGGTGAGTAAC 
ACGTACTCAACGTACCTTTTAGATTGGAATAGCGGGTGGAAACATCCGATAATGCCGAATACTTATTAAG 
ATCGCATGGTTTTAATATAAAAAGAAGCGTTTGCTTCGCTGAAAGATCGGAGTGCGCAACATTAGCTTGT 
TGGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGAC 
TGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAAGTCTGATGG 
AGCGACACAGCGTGCAGGATGAAGGCCCTATGGGTTGTAAACTGCTGTGGTTAGGGAAGAAAAAGTAATA 
TAGGAAATGATATTACCTTGACGGTACCTGATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGT 
AATACATAGGTTGCAAGCGTTATCCGAAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTG 
GCGTTAAATTTTGGGGCTCAACCCCAAAACGCGTTGGATACTGGCAAACTGGAGTTATGTAGAGGTTAGC 
GGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACATCAATATGGCGAAGGCAGCTAACT 
GGGCATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CCTAAACGATGATCATTAGTTGATGGGGAACTCATCGACGCAGCTAACGCATTAAATGATCCGCCTGAGT 
AGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATGGAGACATAGTGGAGG 
TTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAA 
CGAGCGCAACCCTTGTCCTTAGTTACTAACATTTAGTTGAGCACTCTAAGGAGACTGCCCGAGTAATCGG 
GAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGC TACACACGTGCTACAATGGAC 
GGTACAAAGAGAAGCGAAGTGGTGACATGGAGCAAACCTCAAAAAACCGTTCTCAGTTCGGATTGAAGTC 
TGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCT 
CGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAAGAAACT 
GCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACGTGCG 


>gi|219857479|ref|NR_025067.1| Mycoplasma opalescens strain MH5408 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGGTAGCAATACCTTAGCGGCGAATGGGTGAGTAAC 
ACGTACTCAACGTACCCTTCAGTTTGGGATAGCGGGTGGAAACATCCGATAATACCAAATACTTATTGTT 
TTCGCATGAAAATAATAGAAAAGGAGCGATTGCTTCGCTGGAGGATCGGGGTGCGCAACATTAGCTAGTT 
GGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGAGCGAAAGCTTGATGGA 
GCGACACAGCGTGCAGGATGAAGGCCCTATGGGTTGTAAACTGCTGTGGTAAGTGAAGAAAAAGTAGTGT 
AGGAAATGACATTACCTTGACGGTAGCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGG 
CGTTAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGCAAGCTAGAGTTATGTAGAGGTTAGCG 
GAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAAAATGGCGAAGGCAGCTAACTG 
GGCATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
CTAAACGATGATCATTAGCTGATGGGGAACTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTA 
GTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATGGAGACATAGTGGAGGT 
TAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAAC 
GAGCGCAACCCTTGTCCTTAGTTACTAACATTAAGTTGAGCACTCTAAGGAGACTGCCCGAGTAATTGGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGCCG 
ATACAAAGAGAAGCAAGATGGTGACATGGAGCAAACCTCAAAAAGTCGGTCTCAGTTCGGATTGAAGTCT 
GCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTC 
GGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAACAAACTG 


CCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857478|ref|NR_025066.1| Mycoplasma maculosum strain PG15 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGGTAGCAATACCTTAGCGGCGAATGGGTGAGTAAC 
ACGTACTCAACGTACCTTTTAGATTGGGATAGCTAACGGAAACGTTGGATAATACCAAATACTTATTAGT 
TTCGCATGAAACTAATATAAAAGGAGCCTTTAAAGCTCCGCTGAAAGATCGGGGTGCGCAACATTAGCTA 
GTTGGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGG 
ACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGAT 
GGAGCGACACAGCGTGCAGGATGAAGGTCCTATGGATTGTAAACTGCTGTGGTAAGGGAAGAAAAAGTAA 
CTTAGGAAATGAAGTTACCTTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCG 
GTAATACATAGGTTGCAAGCGTTATCCGAAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTC 
TGGCGTCAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGCAGACTAGAGTTATGTAGAGGTTA 
GCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCATTATGGCGAAGGCGGCTAA 
CTGGGCATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCCTAAACGATGATCATTAGCTGATGGAGAATTCGTCGGCGCAGCTAACGCATTAAATGATCCGCCTGA 
GTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGA 
GGT TAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGC 
AACGAGCGCAACCCTTATCCTTAGTTACTACCATTAAGTTGAGGACTCTAAGGAGACTGCCGGAGTAATC 
CGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACGTGCTACAATGG 
ACAGTACAAAGAGAAGCAAAATGGTGACATCAAGCAAACCTCAAAAAACTGTTCTCAGTTCGGATTGAAG 
TCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTT 
CTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAAGAAA 
CTGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857477|ref|NR_025065.1| Mycoplasma lipofaciens strain R171 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAAC 
ACGTACTCAACGTACCCTTTAGATTGGGATAGCAAGTGGAAACATTTGATAATACCAAATACCTATCATT 
TTCGCATGAAGATGATACAAAAGGTCCGTTTGGACCGCTAAAGGATCGGGGTGCGCAACATTAGCTAGTT 
GGTGAGGTAAAGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGA 
GCGACACAGCGTGCAGGATGAAGGTCCTATGGATTGTAAACTGCTGTGGTAAGGGAAGAAAAAACAGTAT 
AGGAAATGATATTGTTCTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGG 
CGTCAAAATTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGCAAGCTAGAGTTATGTAGAGGTAAGCG 
GAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAATTTGGCGAAGGCAGCTTACTG 
GACATATACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
CTAAACGATGATCATTAGCTGATGGGGAACTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTA 
GTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTTGAAGATACGCGTAGAACCTTACCCACTTTTGACATCTTCCGCAAAGCTATGGAGACATAGTCGAGGT 
TAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAAC 
GAGCGCAACCCTTATCCTTAGTTACTAACATTTAGTTGAGCACTCTAAGGAGACTGCCCGAGTAATTGGG 
AGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACAAGTGGGGCAACACACGTGCTACAATGGAAG 
GTACAAAGAGAAGCGAAATGGCGACATGGAGCAAACCTCAAAAAACCTTTCTCAGTTCGGATTGTAGTCT 
GCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTC 
GGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATTAACAAACTG 
CCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857476|ref|NR_025064.1| Mycoplasma iners strain PG30 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTGCTTCGGTAACTTAGCGGCGAATGGGTGAGTA 
ACACGTACTCAACGTACCCTTTTGATTGGGATAGCAAGTGGAAACATTTGATAATACCAAATACGCATTA 
TTTTCGCATGAAGATAATGTAAAAGGAGCTTTACGGCTTCGCAAAAGGAGCGGGGTGCGCAACATTAGCT 
AGTTGGTGAGGGTAATGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTG 
GGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAAGTCTG 
ATGGAGCGACACAGCGTGCAGGATGAAGGCCCCATGGGTTGTAAACTGCTGTGGTAAGGGAAGAAAAAGT 
TCTATAGGAAATGATAGAACCTTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCG 
CGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAG 
TCTGACGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCTTACTAGAGTTATGTAGAGGT 
TAGCGGAATTCCTTGTGAAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAATATGGCGAAGGCAGCT 
AACTGGACATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCCTAAACGATGATCATTAGCTGATGGAAAATTCATCGGCGCAGCTAACGCATTAAATGATCCGCCT 
GAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTG 
GAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCT 
GCAACGAGCGCAACCCTTGTCCTTAGTTACTACATTAAGTTGAGCACTCTAAGGAGACTGCCCGAGTAAT 
TGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATG 
GTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAACCTCAAAAAACCGATCTCAGTTCGGATTGTA 
GTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGT 
TCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAACAA 
ACTGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACGTGCGGA 


>gi|219857475|ref|NR_025063.1| Mycoplasma columbinum strain MMP-1 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAAC 


ACGTACTCAACGTACCCTTTAGATTGGGATAGCGGTTGGAAACAGCCGATAATACCAAATATGCACATTT 
TTCGCATGAAARGTGTGTGAAAGGAGCAATTGTTCCGCTAAAGGAGCGGGGTGCGCAACATTAGCTAGTT 
GGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAAGTCTGATGGA 
GCGACACAGCGTGCAGGATGAAGGCCCCATGGGTTGTAAACTGCTGTGGTAAGGGAAGAAAAAGCAGAAG 
AGTGGAACGCTTTTGCCTTGACGGTACCTTATTAGAAAGCGACGGCTAACTATGTGCCAGCAGCCGCGGT 
AATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTG 
ACGTCAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGCATACTAGAGTTATGTAGAGGTTAGC 
GGAATTCCTTGTGAAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAATATGGCGAAGGCAGCTAACT 
GGACATATACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CCTAAACGATGATCATTAGCTGATGGAAAATTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGT 
AGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAGG 
TTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTACGGTTAAGTCCTGCAA 
CGAGCGCAACCCTTGTCCTTAGTTACTAACATTAAGTTGAGCACTCTAAGGAGACTGCCCGAGTAATTGG 
GAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTC 
GGTACAAAGAGAAGCAAACTGGTGACAGGGAGCAAACCTCAAAAAACCGATCTCAGTTCGGATTGTAGTC 
TGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCT 
CGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAACAAACT 
GCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857474|ref|NR_025062.1| Mycoplasma columbinasale strain 694 16S 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAAC 
ACGTACTCAACGTACCCTTTAGCTTGAGATAGCAGTTGGAAACAACTGATAATATCAAATACGCATCTTT 
GTCGCATGAYGCAGATGTAAAAGAACCTTCACGGGTTCGCTAAAGGATCGGGGTGCGCAACATTAGCTAG 
TTGGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAAGTCTGATG 
GAGCGACACAGCGTGCAGGATGAAGGCCCCATGGGTTGTAAACTGCTGTGGTAAGGGAAGAAAAAACCGA 
AGAGGAAATGCTTTGGTCTTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGG 
TAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCT 
GGCGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTAGATACTGGCATACTAGAGTTATGTAGAGGTTAG 
CGGAATTCCTTGTGAAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAATATGGCGAAGGCAGCTAAC 
TGGACATAYACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCCTAAACGATGATCATTAGCTGATGGAAAATTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAG 
TAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAACGCTATAGAGATATAGTTGAG 
GTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCA 
ACGAGCGCAACCCTTATCCTTAGTTACTAACATTTAGTTGAGCACTCTAGGGAGACTGCCCGAGTAATTG 
GGAGGAAGGTGGGGAYGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGT 
CGGTACAAAGAGACGCAAACTGGTGACAGGGAGCAAACCTCAAAAAACCGATCTCAGTTCGGATTGTAGT 
CTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTC 
TCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATTAACAAAC 
TGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


ribosomal RNA, partial sequence 


>gi|219857473|ref|NR_025061.1| Mycoplasma caviae strain G122 16S ribosomal RNA, partial sequence 


CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGGTAGCAATACCTTAGCGGCGAATGGGTGAGTAAC 
ACGTGCTCAACGTACCCTTCAGTTTGGCATAGCGACTGGAAACAGTCGATAATTCCAAATACTCGTAATT 
TTCGCATGAAGATTACGTAAAAGARGCGTTTGCTTCGCTGRAGGATCGGGGTGCGTAACATTAGCTAGTT 
GGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGAAAGCCTGATGGA 
GCGACACAGCGTGAAGGATGAAGGTCCTATGGATTGTAAACTTCTGTGGTGAGGGAAGAAAAGACAGAAT 
AGGAAATGATTTTGTTTTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGG 
CGTTAAATTTTGGGGCTCAACCCCAAAACGCGTTGGATACTGGCAGACTAGAGTTGTGTAGAGGTTAGCG 
GAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAATATGGCGAAGGCAGCTAACTG 
GACATATACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
CTAAACGATGATCATTAGCTGATGGGGAACTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTA 
GTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATGGAGACATAGTGGAGGT 
TAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAAC 
GAGCGCAACCCTTATCCTTAGTTACTACCATTTAGTTGAGGACTCTAAGGAGACTGCCCGAGTAATCGGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGCCG 
GTACAAAGAGAAGCGAAGTGGTGACATGGAGCAAACCTCAAAAAACCGGTCTCAGTTCGGATTGTAGTCT 
GCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTC 
GGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAACAAACTG 
CCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857472|ref|NR_025060.1| Bacillus jeotgali strain YKJ-10 16S ribosomal RNA, partial sequence 


GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATCTTCATTAGCTTGCTTTTGAAGATCA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCT 
AATACCGGATAATCCTTTCCCTCACATGAGGGAAAGCTGAAAGACGGTTTCGGCTGTCACTTACAGATGG 
GCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 


CAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGCCTTCGGGTCGTAAAGTTCTGTTG 
TCAGGGAAGAACAAGTATCGGAGTAACTGCCGGTACCTTGACGGTACCTGACCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAAC 
TTGAGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCA 
GTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCA 
GCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCT 
CTGACAACCCTAGAGATAGGGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAG 
TTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGTCGCGAAGCCGCGAGGTCGAGCCA 
ATCCCATAAATCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
TTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857471|ref|NR_025059.1| Nocardia abscessus strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAG 
TAACACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACC 
TGCTGTCGCATGGCGGTGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGG 
TGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGC 
GACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGG 
TACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTC 
CGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCCGTGAAAACTTGGGGCTCAACCC 
CAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCG 
AAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGG 
GTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCG 
AAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTG 
GGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGG 
GCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGA 
CCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGA 
GCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 


>gi|219857470|ref|NR_025058.1| Burkholderia fungorum strain LMG 16225 16S ribosomal RNA, partial sequence 
GCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGGGCAACCCTGGTGGCGAGTGGCGAACGGGT 
GAGTAATACATCGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGC 
TCTACGGAGGAAAGGGGGGGATCTTAGGACCTCCCGCTACAGGGGCGGCCGATGGCAGATTAGCTAGTTG 
GTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAG 
CAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACGCCGTGGTT 
AATACCCGTGGCGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTCCGCTAAGACAGATG 
TGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGGCGGGCTAGAGTATGGCAGAGGGGGGTAG 
AATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGC 
CAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTA 
AACGATGTCAACTAGTTGTCGGGTCTTCATTGACTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTG 
GGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGA 
TTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTATGGAATCCTGCTGAGAGGTGGGAGT 
GCCCGAAAGGGAGCCATAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCTAGGGAGACTGCCGGTGACA 
AACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAA 
TGGTCGGAACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCG 
CACTCTGCAACTCGAGTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACG 
TTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACC 
GCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAA 
GG 


>gi|219857469|ref|NR_025057.1| Burkholderia caledonica strain LMG 19076 16S ribosomal RNA, partial 
sequence 

GCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGCAATCCTGGTGGCGAGTGGCGAACGGGT 
GAGTAATACATCGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGC 
TCTGCGGAGGAAAGCGGGGGATCCTTCGGGACCTCGCGCTACAGGGGCGGCCGATGGCAGATTAGCTAGT 
TGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCC 
AGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACCTCGTGG 


TTAATACCCGTGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGCTAAGACAGA 
TGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGGCGGGCTAGAGTATGGCAGAGGGGGGT 
AGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGG 
GCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCC 
TAAACGATGTCAACTAGTTGTCGGGTCTTCATTGACTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCC 
TGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTG 
GATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTATGGAACCCTGCTGAGAGGTGGGG 
GTGCCCGAAAGGGAGCCATAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCCAGGGAGACTGCCGGTGA 
CAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATAC 
AATGGTCGGAACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGAT 
CGCACTCTGCAACTCGAGTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATA 
CGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCCTAA 
CCTGCAAAGGAGGGCGCTTACCACGGTGGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATC 
GGAAGG 


>gi|219857468|ref|NR_025056.1| Thermoanaerobacter yonseiensis strain KBl 16S ribosomal RNA, partial 


sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGCCTGTCAAGGCGCTTATGTT 
TTGGCAGGTTAAGCGGCGGACGGGTGAGTAACGCGTGAGCAACCTACCCTTGAGACAGGGATAACCCTGG 
GAAACCGGGGCTAATACCTGATATACTCTANNTAGGGCATCCTGATGGAGGAAAGGGCGGGAAGCCGCTC 
AAGGATGGGCTCGCGTCCCATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGACGGGTAGCCGG 
CCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAG 
CTCGATAGTGTGGGAAGAAGGAATGACGGTACCACACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAAGACGTAGGGGGCGAGCGTTGTCCGGAGTTACTGGGCGTAAAGGGCGCGTAGGCGGTCTAGCAAGT 
CAGGTGTAAAAGACCACGGCTCAACCGTGGAGGTGCACCTGAAACTGCTAGGCTAGAGGGCAGGAGAGGG 
GAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCC 
CTGGACTGGCCCTGACGCTGAGCCCCGAGAACGTGGGGAGCCAACAGGATTAGATACCCTGGTAGTCCAC 
GCTGTAAACGATGGGTGCTAGGTGTGGGGAGCGGAAGCTTTCCGTGCCGTAGGAAACCCAATAAGCACCC 
CGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGCCGAAAG 
GTGAGCGACCCTCTCTTATGGGAGGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTGCCAGCGGGTGAAGCCGGGCACTC 
TAGAGGGACTGCCGTCGATAAGACGGAGGAAGGTGGGGATGACGTCAAATCACATGCCCTATATGCCCTG 
GGCCACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGGAGTGATCTGGAGCGAATCCCAAAAAG 
CCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCA 
GCATGCCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCAACACC 
CGAAGCCGGTGGCCCAACCCGAGAGGAGGGAGCCGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTACGGGAACGTGCGGCTGG 


>gi|219857467|ref|NR_025055.1| Mycoplasma microti strain IL371 16S ribosomal RNA, partial sequence 


TTAATGCTAGCGGGATGCCTAATACATGCAAGTCGAACGAGGTGTTTACACCTAGTGGCGAACGGGTGAG 
TAACACGTATCTAACATACCTTTTAGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATAATACA 
TTACTATCGCATGAGAAAATGTTTAAAGTTGCGTTTGCAACGCTTTAAGATTGGGGTGCGGCGTATCAGA 
TAGTTGGTGAGGTAACGGCTCACCAAGTCAATGACGCGTAGCTGTGCTGAGAGGCAGAACAGCCACAATG 
GGACTGAGACACGGCCCATACTTCTACGGAAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTG 
ATGGAGCAATCCCGCGTGAACGATGAAGGTCTTATATTGATTGTAAAGTTCTTTTATTGGAGACGAATTG 
CAAGGAGAGGAAATGCTCCTTGTTTGACTGTATCCATTGAATAAGTATCGGCTAACTATGTGCCAGCAGC 
CGCGGTAATACATAGGATGCAAGCATTATCCGGATTTACTGGGCGTAAAGCGAGCGCAGGCGGATTTGCA 
AGTCTGGTGTTAAATGCAGCTGCTTAACGGTTGTATGCATTGGAAACTGCAAGTCTAGAGTGCAGTAGGG 
AGTTCTGGAACTCCATGTGGAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGAGA 
ACTTGGACTGTAACTGACGCTTAGGCTCGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCC 
ACACCGTAAACGATGGTAATTAAATGTCGGCACGGAATGTGTCGGTGTTGCAGCTAACGCATTAAATTAC 
CCGCCTGGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGGTGGAG 
CATGTTGCTTAATTCGACGATACACGTAAAACCTTACCCAGGTTTGACATCCTTTGCAAAGCTATAGAGA 
TATAGTGGAGGTTAACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTATCTTATCTAGTGAGACTGCCAGCGTAAGCTGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATATCTGGGGCCGCAAACGTGCTACAATGGTCGGT 
ACAAACTGTTGCCAACCCGTAAGGGGGAGCTAATCAGAGAAAGCCGATCTCAGTTCGGATTGAGGGCTGC 
AATTCGCCCTCATGAAGTTGGAATCACTAGTAATCGCAGATCAGCCATGCTGCGGTGAATACGTTCTCGG 
GTCTTGTACACACCGCCCGTCAAACTATGAGAGCTGGTAATACCTGAAACCGTTAGGCTAACCTCGTGAG 
GCTTGCGTCTAGGGTAGGACTGGTGATTGGAGTTA 


>gi|219857466|ref|NR_025054.1| Halomonas alimentaria strain YKJ-16 16S 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATGGAAGCTTGCTTCCAGGCGTC 
GAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGATAGTGGGGGATAACCTGGGGAAACCCAGGC 
TAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATCGGATGAGCCTATGT 
CGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTGCGATCCGTAGCTGGTCTGAGAGGATGATCA 
GCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGC 
GAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGGGGAA 
GAAATCCTCGGGGCCAATACCCTCGAGGGAGGACATCACCCACAGAAGAAGCACCGGCTAACTCCGTGCC 


ribosomal RNA, partial sequence 


AGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGC 
GTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGC 
AGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAA 
GGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGGTCCTTGTGACCTTTGTGGCGCAGTTAACGCG 
ATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCGTGCGAACTTT 
CCAGAGATGGATTGGTGCCTTCGGGAACGCACAGACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTC 
TAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAGGTCATCATGGCCCTTACGAGTA 
GGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCCCGAAAA 
GCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATC 
AGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCAC 
CAGAAGTGGTTAGCCTAACTTCGGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAAC 
AAGGTAGCCGTAGGGGAACCTGC 


>gi|219857465|ref|NR_025053.1| Zobellia galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCGAGTCGAGGGGTAACATGG 
TAGCTTGCTACCGATGACGACCGGCGCACGGGTGCGCAACGCGTATACAATCTGCCCCCTACTGTGGGAT 
AGCCCAGAGAAATTTGGATTAATACCACATGGTACCATATTACGGCATCGTATTTATGGTTAAAGGTTAC 
GGTAGGGTATGAGTATGCGTCCCATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACCGCGATGGGTAG 
GGGCCCTGAGAGGGGNATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTG 
AGGAATATTGGACAATGGGCGGGAGCCTGATTCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAG 
TAAACTGCTTTTATACGGGAAGAAAAAGGGCTACGTGTAGCCTACTGACGGTACCGTAAGAATAAGGACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCGAGCGTTATCCGGAATTATTGGGTTTAAAG 
GGTCCGTAGGCGGGCCGATAAGTCAGGGGTAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGT 
CGGTCTTGAGTAATAGTGAAGTTGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAA 
CACCGATTGCGAAGGCAGGTGACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGTCCTTGAAGACTGGGCGGC 
CAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCSCAAGAATGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATG 
CATTTTGACAGGGGTAGAGATACCTTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCT 
CGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCGAGTCATG 
TCGGGGACTCTAACGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGACGACGTCAAATCATCACGGCC 
CTTACGTCCTGGGCCACACACGTGCTACAATGGCCGGTACAGCGGGAAGCCATGCGGCAACGCAGAGCGG 
ATCCACAAAACCGGTCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAA 
TCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAG 
CCGGGAGTGCCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGGCAAGATCGGTAACTAGGGCTAAGTCGT 
AACAAGGTAGCCG 


>gi|219857464|ref|NR_025052.1| Porphyromonas gulae strain Loup-1 16S ribosomal RNA, partial sequence 
AACGCTAGCGATAGGCTTAACACATGCAAGTCGAGGGGCAGCATGAACTTAGCTTGCTAAGTTTGATGGC 
GACCGGCGCACGGGTGCGTAACGCGTATGCAACTTGCCTTACAGAGGGGGATAACCCGTTGAAAGGCGGA 
CTAATACCGCATACACTTGCTTGGTTGCATGATCGGGCAAGGAAATATTTATAGCTGTAAGATAGGCATG 
CGTCCCATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGGGTAGGGGAACTGAGAGGTTTA 
TCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATG 
GGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGTCCTAAGGATTGTAAACTTCTTTTATACG 
GGAATAACGGGCGATACGTGTATTGCTGTGAATGTACCGTAAGAATAAGCATCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTTGTTC 
GGTAAGTCAGCGGTGAAAACTGAGCGCTCAACGTTCAGCGTGCCGTTGAAACTGCCGGGCTTGAGTTCAG 
AGGCGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAGGAACTCCGATTGCGAAGG 
CAGCTTGCCATACTGCGACTGACACTGAAGCACGAAGGCGTGGGTATCAAACAGGATTAGATACCCTGGT 
AGTCCACGCAGTAAACGATGATTACTAGGAGTTTGCGATATACCGTCAAGCTTCCACAGCGAAAGCGTTA 
AGTAATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
AGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGATTGAAATGTAGACGACGGATGG 
TGAAAGCCGTCTTCCCTTCGGGGCGTCTATGTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGT 
GTCGGCTTAAGTGCCATAACGAGCGCAACCCACATCGGTAGTTGCTAACAGGTTTAGCTGAGGACTCTAC 
CGAGACTGCCGTCGTAAGGCGTGAGGAAGGTGTGGATGACGTCAAATCAGCACGGCCCTTACATCCGGGG 
CGACACACGTGTTACAATGGGAGGGACAAAGGGCAGCTACCGGGCGACCGGATGCGAATCTCGAAACCCT 
TCCCCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCC 
ATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGTCGGGGGTACCTG 
AAGGGCGTAACCGCAAGGGGCGCACTAGGGTAATACCGGTGACTGGGGCTAAGTCGTAACAAGGTA 


>gi|219857463|ref|NR_025051.1| Bartonella birtlesii strain IBS 325 16S ribosomal RNA, partial sequence 
TGGCGGCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGCAAACGGGTGAGTAACGC 
GTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATACCGTATACGTCCTTCGGGG 
AGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGG 
CGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAG 
GCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAAC 
TTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACG 
TAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGGATGTC 
TTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCA 


GTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTTTACTGCTCGGTGGCGCACG 
TAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGA 
TCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGT 
TGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTA 
ATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAA 
TCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
TGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAGCGACTGGGGT 
G 


>gi|219857462|ref|NR_025050.1| Anaerobranca gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 
TGGCGGCATGCCTCACACATGCAAGTCGAACGGGGTTAGGTTGAGAGCTTGCTTTTGACCTAACCTAGTG 
GCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTACAGNCTGGGATACCATCGGGAAACTGATGTTAAT 
ACCGGATACACTTAAGATAACGCATGTTATCTTAAGGAAAGATTTATCGCTGTAGGATGGGCCTGCGTTC 
CATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGATGGATAGCTGGTCTGAGAGGACGATCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGC 
AACCCTGACGCAGCAATGCCGCGTGAAGGAAGAAGGTCTTCGGATTGTAAACTTCTGTTAAGAGGGATGA 
AAAATGACAGTACCTCTAGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGC 
GAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGTGTAGGTGGTTAATTAAGTCAGGTGTTAAAATGCGG 
GGCTCAACCCCGTAATGCACTTGAAACTGGTTAACTTGAGGNCAGGAGAGGAAAGTGGAATTCCTAGTGT 
AGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGCCTGCACCTGACAC 
TGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTAC 
TAGGTGTAGGTGGTTTAGAGACCATCTGTGCCGCAGTTAACGCATTAAGTACCCCGCCTGGGGAGTACGA 
TGGCAACATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCAGGGCTTGACATCCTCTGAAGGCTCTAGAGATAGAGCTGTCCCTTTTGGG 
CAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTATACTTAGTTGCTAACAGTGAAGCTGAGCACTCTAAGTAGACTGCCGGTGACAAACCGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCTG 
AACAGAGGGCAGCGAAGGAGTGATCCGGAGCAAATCCCTAAAAACAGGTCTCAGTTCGGATTGTAGGCTG 
CAACTCGCCTACATGAAGTCGGAGTTGCTAGTAATCGCGAATCAGCACGTCGCGGTGAATGCGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCACGAAAGTCTGCAACACCCGAAGCCGGTGGGCTAACCGCAAGGA 
GGCAGCCGTCGAAGGTGGGGAAGATGATTGGGG 


>gi|219857461|ref|NR_025049.1| Sporosarcina aquimarina strain SW28 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGAATCAATAGGAGCTTGCTCCTTGAGATTA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTACAGTTGGGGATAACTCCGGGAAACCGGGGCT 
AATACCGAATAATCAGTTCCTTCGCATGAAGGAACTCTGAAAGATGGCATCTCGCTATCACTGTAGGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
ACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTT 
GCGAGGGAAGAACACGTACGGGAGTAACTGCCCGTACCTTGACGGTACCTCGTCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGC 
GCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAGGA 
CTTGAGTACAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACC 
AGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGC 
AGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
CACTGACCGGCATGGAGACATGCCTTTCCCTTCGGGGACAGTGGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAATCTTAGTTGCCATCATTCA 
GTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAGAGGGCTGCAAACCCGCGAGGGGGAGCC 
AATCCCAGAAAACCGTTCCCAGTTCGGATTGTAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGT 
AATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTTTGGGAGCTAGCCGCCGAAGGTGGGACAGATGATTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857460|ref|NR_025048.1| Hyphomicrobium chloromethanicum strain CM2 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCCCCGCAAG 
GGGAGTGGCAGACGGGTGAGTAACACGTGGGAACCTTCCCTATAGTACGGAATAGCCCAGGGAAACTTGG 
AGTAATACCGTATACGCCCGAGAGGGGAAAGATTTATCGCTATAGGATGGGCCCGCGTAGGATTAGCTAA 
TTGGTGAGGTAATGGCTCACCAAGGCGACGATCCTTAGTTGGTTGGAGAGAACGACCACCAAATCTGGGA 
TTGAGACACGCCCCAGATTTCTTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCTTCAATCCTTG 
ATCCAGCCATGCAGCGTGAGTGATGAAGCCCTTAGGGTTATAAAGTTCTTTTGCCGGGGACGATAATGAC 
GGTACCCGGAGAATAAGTCCCGGATAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTG 
TTCGGAATCACTGGGCGTAAAGCGCACGTAGGTGGATTTGTAAGTCAGGGGTGAAATCCCGGGGCTCAAC 
CTCGGAACTGCCTTTGATACTGCAAGTCTTGAGTCCGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTG 
AAATTCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCCCACTGGATCGGTACTGACACTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGT 


TGGATAGCTTGCTATTCGGGTGGCGCAGCTAACGCATTAAGCGTCCCGCTTGGGGAGTACGGCCGCAAGG 
TTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGCTTTAATTCGACGCAACGCG 
AAGAACCTTACCAGTTCTTGACATTCACTGATCGCCTGGAGAGATCCGGGAGTCCCAGCAATGGGCAGTG 
GGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGCCATTAGTTGCCATCATTAAGTTGGGCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGG 
TGGGGATGACGTCAAGTCATCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAAT 
GCGCAGCCACCTAGCAATAGGGCGCTAATCGCAAAAAGCCGTCTCAGTTCAGATTGAGGTCTGCAACTCG 
ACCTCATGAAGTCGGAATCGCTAGTAATCGCGCATCAGCATGGCGCGGTGAATATGTTCCCGGGCTTTGA 
ACACACCGCCCGTCACACCATGGGAGTTGGTCTTACCCTAAAACGGTGCGCTAACCGCAAGGAGGCAGCC 
GGCCACGGTAAGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|219857459|ref|NR_025047.1| Nocardiopsis kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAAGCCCTTCGGGGTACACGAGCGGCGAACGGG 
TGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATAC 
GACTCTCCGGCTCATGCTGGAGGGTGGAAAGTTTTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTG 
TTGGTGGGGTAATGGCCCACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTAGGGAATCTTGCGCAATGGGCGAAAGCCTGACG 
CAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTTACCACTCACGCAGGCTCCCAG 
TTCTCTGGGGGTTGACGGTAAGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCATGTCACGTCTGCTGTGA 
AAGACCGGGGCTTAACTTCGGTTTTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAAT 
TCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTT 
ACCTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAAC 
GATGGGCGCTAGGTGTGGGTACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGG 
GGAGTACGGCCGCAAGGATAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCT 
TAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACCTGGAGAGATGTGGGGTC 
ATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTTGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGTAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTA 
CAATGGCCGGTACAATGGGCGTGCGAGACCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGCGGCC 
CAACCCGTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTAGGACG 


>gi|219857458|ref|NR_025046.1| Veillonella criceti strain ATCC 17747 16S ribosomal RNA, partial sequence 
GCGGCGTGCTTAACACATGCAAGTCGAACGGAGAGCGATGGAAGCTTGCTTCTATCAATCTTAGTGGCGA 
ACGGGTGAGTAACGCGTAACCAACCTGCCCTTCAGAGGGGGATAACAACGGGAAACCGTTGCTAATACCG 
CGTACGAATGGACTTCGGCATCGGAGTTCATTGAAAGGTGGCCTCTATTTATAAGCTATCGCTGAAGGAG 
GGGGTTGCGTCTGATTAGCTAGTTGGAGGGGTAATGGCCCACCAAGGCAATGATCAGTAGCCGGTCTGAG 
AGGATGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATCTTC 
CGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGT 
TAATCGGGACGAATGGTCTTTGTGCGAATAGTGCAGAGATTTGACGGTACCGGAATAGAAAGCCACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGCGGTTTCGTAAGTCTGTCTTAAAAGTGCGAGGCTCAACCTCGTGAGGGGATGGAAACTATGRA 
ACTAGAGTATCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACAC 
CAGTGGCGAAGGCGGCTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATT 
AGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCG 
GAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATT 
GATGGACGAAACAAGAGATTGTTTTTCTCCTTCGGGAGCCAGAAAACAGGTGGTGCACGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTATGTTGCCAGCACTTCG 
GGTGGGAACTCATGAGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCC 
CCTTATGACCTGGGCTACACACGTACTACAATGGGCTTTAATAGAGGGACGCGAAGCCGCGAGGTGGAGC 
AAACCCCAGAAACAAGCTCTCAGTTCGGATCGTAGGCTGCAACTCGCCTACGTGAAGTCGGAATCGCTAG 
TAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAA 
AGTCGGAAGTACCCAAAGCCGGTGGGGTAACCTTCGGGAGCCAGCCGTCTAAGGTAAAGTCGATGATTGG 
GGTGAAGTCGTAACAAGGTAGC 


>gi|219857457|ref|NR_025045.1| Lactobacillus kimchii strain MT-1077 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAACCATCCTGAAGATTGAAGCTTGCTTCA 
TGATTCAGACCTTGGTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCAGAAGTGGGGGATAA 
CATTTGGAAACAAGTGCTAATACCGCATAACAACTTAGATCACATGATCTTTGTTTAAAAGATGGTTTTG 
CTATCTCTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATAGCTCACCAAGGCGATGATA 
CGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAG 
CAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGG 
ATCGTAAAACTCTGTTGTTGAAGAAGAACATATGTGAGAGTAACTGTTCACGTACTGACGGTATTCAACC 
AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTAT 
TGGGCGTAAAGAGAATGTAGGCGGTTTATTAAGTTTGAAGTGAAAGCCCTCGGCTCAACCGAGGAAGTGC 
TTCGAAAACTGGTAAACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGA 
TATATGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGATTCGAAAGCATGG 
GTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTC 
CGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGATCGCAAGATTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 


CCAGGTCTTGACATACCATGAAAAGCTTAGAGATAAGTCTTTCCCTTCGGGGACATGGATACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATCA 
GTTGCCAGCATTCAGTTGGGCACTCTGGTGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGT 
CAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGTGCTGCGAACT 
CGCGAGGGCAAGCAAATCACTTAAAACCGATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAG 
CTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGGGGTAACCCTTCGGGGAACTAGCCGCCTAAGGT 
GGGACAAATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGC 


>gi|219857456|ref|NR_025044.1| Caloramator viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial 
sequence 
GGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGGGGATAAAAGCTTGCTTTTTGAACCTTAGCGGCGGA 
CGGGTGAGTAACACGTGGGTAACCTGCCCTAAGGAGGGGGATAACACTAAGAAATTGGTGCTAATACCGC 
ATAAAGCTGATGCTTCGCATGAGGCGTTAGCCAAAGGAGCAATCCGCCTTAGGATGGGCCCGCGGCCCAT 
TAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGGGTAGCCGACCTGAGAGGGTGATCGGCCAC 
ATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAC 
CCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCCCTGACGATAA 
TGACGGTAAGGGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGC 
GTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCTCTCTAAGTGGGATGTGAAATCCATGGGCT 
TAACCCATGAACTGCATTCCAAACTGGAGAGCTAGAGTGCAGGAGAGGAAAGCGGAATTCCCAGTGTAGC 
GGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGTTTTCTGGACTGTAACTGACGCTGA 
GGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTACTAG 
GTGTGGGAGGCGTAGCCTTCCGTGCCGCAGTTAACACATTAAGTACCCCGCCTGGGAAGTACGATCGCAA 
GATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACG 
CGAAGAACCTTACCAGGGCTTGACATCCGAATCCTGTAGAGATACGGGAGTGCCCCTTTGGGGAACGGTA 
AGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGCCTTTAGTTGCCAGCACTTCGGGTGGGCACTCTAAAGGGACTGCTAGGGTTAACCTAGAGGAAG 
GTGGGGATGACGTCAAATCATCATGCCCTTTATGCCCTGGGGTACACACGTGCTACAATGGCCGGTACAA 
AGAGCAGCGATGCCGCGAGGCGGAGCAAATCTTTAAAACCGGTCCCAGTTCAGATTGTAGGCTGCAACTC 
GCCTACATGAAGCCGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGAGAGTCGGCAACACCCGAAGTCAGTGGGCTAACCCGAAAGGGAGGCA 
GCTGCCGAAGGTGGGGTTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGG 
ATCACCTCCT 


>gi|219857455|ref|NR_025043.1| Riemerella columbina strain LMG11607 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGGGAGGCCTAACACATGCAAGCCGAGCGGTATTTTTTCTTTAGCTTGCTAAAGAGAA 
GAGAGAGCGGCGCACGGGTGCGGAACACGTGTGCAACCTGCCTTTATCTGGGGGATAGCCTTTCGAAAGG 
AAGATTAATACCCCATAATATATTGATTGGCATCGATTAATATTGAAAACTCCGGTGGATAAAGATGGGC 
ACGCGCAAGATTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAATGATCTTTAGGGGGCCTGAGAGGG 
TGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACA 
ATGGGTGAGAGCCTGATCCAGCCATCCCGCGTGAAGGACGACGGACCTATGGTTTGTAAACTTCTTTTGT 
GCAAGAATAAACCCAGATACGTGTATTTGGCTGAAGGTATTGTACGAATAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGCAGGCGG 
GCTTGTAAGTCAGTGGTGAAAGCCTACAGCTTAACTGTAGAACTGCCATTGATACTGCGAGTCTTGAGTA 
TAGTTGAGGTAGCTGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCAATTGCGA 
AGGCAGGTTACCAAGTTATAACTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGCTAACTCGTTTTTGGATTTTCGGATTCAGAGACCAAGCGAAAGTGAT 
AAGTTAGCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGATCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGGGAATTGACAGGTT 
TAGAAATAGATCTTTCTTCGGACAATTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTG 
TTAGGTTAAGTCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCCATCATTCAGTTGGGGACTCTAGTGA 
GACTGCCTACGCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCCA 
CACACGTGATACAATGGCCGGTACAGAGGGCAGCTACACTGCGAAGTGATGCAAATCTCGAAAGCCGGTC 
TCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATG 
GCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAG 
TCGGTGACCGTAAAAGGAGCTGCCTAGGGTAAAACTAGTAACTAGGGCTAAGTCGTAACA 


>gi|219857454|ref|NR_025042.1| Streptomonospora salina strain YIM90002 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCC 
TTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCCG 
GGGAAACCCGGTCTAATACCGGATAGGACGTTCCGTCGCATGGCGGGGCGTGGAAAGGTTTTTCTCCGAT 
CAGGGAGGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGAAGGCCTACCAAGGCGATTACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTTACCACCGACGCAGGCCCGTGCTTCTGTGCGGGTTGACGGTAGGTGGAGAATAAGGACCGGCC 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGCGGCGTGTCGCGTCTGCTGTGTAAGTCCGGGGCTTAACTCCGGTTTGGCAGTGGATACGGGCA 
TGCTAGAGGTAGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGTGCC 
GTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACAT 


GCCGGGAAATCCTCCGGAGACGGGGGGTGCCTTCGGGCGTTCCGGCACAGGTGGTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTG 
ATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
CCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGTGGGCGTGCGATGCCGTGAGGCGGA 
GCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCT 
AGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCAT 
GAAAGTCGGCAACACCCGAAACGTGCGGCCTAACCCTGCGGGGAGGGAGTGCGTGAAGGTGGGGCTGGCG 
ATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857453|ref|NR_025041.1| Tepidimonas ignava strain SPS-1037 16S ribosomal RNA, partial sequence 
GGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGCCTTCGGGTGCTGACGAGTGGCGAACGGGTG 
AGTAATGCATCGGAACGTGCCCGGTCGTGGGGGATAACGCAGCGAAAGCTGTGCTAATACCGCATACGAT 
CTGAGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCGGTCGGAGCGGCCGATGTCGGATTAGCTAGTTGG 
TGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGC 
AATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGCTTTTGGCAGGAACGAAAAGCTCTGGGCTA 
ATACCCTGGGGTGATGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGCAAGACAGGCGT 
GAAATCCCCGGGCTTAACCTGGGAATGGCGCTTGTGACTGCACGGCTGGAGTGCGGCAGAGGGGGATGGA 
ATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCC 
TGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAA 
ACGATGTCGACTGGTTGTTGGGCCTTGAGTGGTTCAGTAACGAAGCTAACGCGTGAAGTCGACCGCCTGG 
GGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTT 
TAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGCAGGAATCCTGCAGAGATGTGGGAGTG 
CTCGCAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAA 
ACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTACACACGTCATACAAT 
GGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCTACAAAACCGGTCGTAGTCCGGATTG 
CAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACG 
TTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCTGCCAGAAGTGGGTAGCCTAACC 
GGCGACGGAGGGCGCTTACCACGGCAGGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGTGCGGCTGGATCACCTCCT 


>gi|219857452|ref|NR_025040.1| Methylosarcina quisquiliarum strain AML-D4 16S ribosomal RNA, partial 
sequence 
TCATGGCTCAGATTGAACGCTGCGGTATGCTTAACACATGCAAGTCGAACGGTAACAGGCCTTCGGGCGC 
TGACGAGTGGCGGACGGGTGCGTAACGCGTAGGAATCTGCCTGGTAGTGGGGGACAACGTGGGGAAACTC 
ACGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGATCTTCGGACCTCGCGCTATCAGATGAGCCT 
GCGTTGGATTAGCTGGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGACG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTTAATCG 
GGAGGAAAACCTGTCGGCGAATACCCGGCAGCTTGACATTACCGATAGAAAAAGCACCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGC 
GGCCGTTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGGAGGGCTAGAG 
TTTAATAGAGGGGAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGC 
GAAGGCGACTCCCTGGATTAAAACTTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACCCCGTAAACGATGTCAACTAGCCGTTGGTCTTATTGATAAGATTAGTGGCGCAGCTA 
ACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCACCCCTTGACATCCAGAGA 
ATCTGTGAGAGATCGTAGAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCCAGCGGGTGATGCCGG 
GAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTA 
TGGGGTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCCAGCTCGCGAGAGTCAGCAAATCC 
CACAAAGCCGGTCCTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCG 
CGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTGGG 
TTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAA 
GTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCAC 


>gi|219857451|ref|NR_025039.1| Methylosarcina fibrata strain AML-C10 16S ribosomal RNA, partial sequence 
TGATCATGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAACAGGCCTTCGG 
GCGCTGACGAGTGGCGGACGGGTGCGTAACGCGTAGGAATCTGCCTGGTAGTGGGGGACAACTTGGGGAA 
ACTCAAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCGCTATCAGATGA 
GCCTGCGTTGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAG 
GACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGA 
CAATGGGCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTTA 
ATCGGGAGGAAAACCTGTCGGCCAATACCCGGCAGCTTGACATTACCGATAGAAAAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGT 
AGGCGGCCGTTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGGAGGGCT 
AGAGTTTAATAGAGGGGAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAG 
TGGCGAAGGCGACTCCCTGGATTAAAACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGTCTTATTGATAAGATTAGTGGCGCAG 
CTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCACCCCTTGACATCCAG 


AGAATCTGTGAGAGATCGTAGAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCCAACAGTTCGGCT 
GGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCT 
TATGGGGTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCCAGCTCGCGAGAGTCAGCAAAT 
CCCACAAAGCCGGTCCTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAAT 
CGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGTTGCAAAAGAAGTAGGTAGTCTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTG 
AAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACCT 


>gi|219857450|ref|NR_025038.1| Desulfovibrio inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 
TTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTGCGAGAAAGTTTCCTTCGGGAGATGAGTAGAGC 
GGCGCACGGGTGAGTAACGCGTGGATTATCTGCCCAGAAGTTCGGGATAACAGAGGGAAACTCCTGCTAA 
TACCGGATGTGACCTACGGGTGAAAGGTGGCCTCTATTTATAAGCTACCGCTTTTGGATGAGTCCGCGTC 
TCATTAGCTTGATGGTGGGGTAACGGCCTACCATGGCGACGATGAGTAGCTGGTCTGAGAGGATGATCAG 
CCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGG 
AAACCCTGACGCAGCGACGTCGTGTGAGGGAAGAAGGTTCTCGGATCGTAAACCTCTGTCAGAAGGGAAG 
AACCACGTAGGGCCCAATACGCCCTATGTCTGACGGTACCTTCAGAGGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGC 
TTTGTAAGTCAGACGTGAAAGCCCACGGCTCAACCGTGGAATTGCGTTTGATACTGCATAGCTTGAGTCC 
TGGAGAGGGAAGCGGAATTCCGGGTGTAGGAGTGAAATCCGTAGAGATCCGGAGGAACACCGGTGGCGAA 
GGCGGCTTCCTGGACAGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGGATGCTAGGTGTCGGGGAGCGATCTTCGGTGCCGTAGTTAACGCATTA 
AGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACATCTCCCAAACGCCCTT 
GAAAGAGGGAAGTGCCCTTCGGGGAATGGGATGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGA 
GGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCAGGTAAGGCTGGGCACTC 
TAAAGAGACCGCCGCGGTCAACGTGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTA 
GGGCTACACACGTACTACAATGGCGCATACAATGGGTAGCGAAACCGTGAGGTGGAGCCAATCTCAAAAA 
GTGCGTCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGGGGATC 
AGCATGCCCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGTTCTAC 
CCGAAAGCGCCGGGCTAACCCTCGGGAGGCAGGCGTCTACGGTAGGGCTGATGATTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTA 


>gi|219857448|ref|NR_025036.1| Streptococcus didelphis strain W94-11374-1 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTTTAGACT 
GGTGCTTGCACTAGTCTAAGGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGGCTCATAGCGGGGG 
ATAACTATTGGAAACGATAGCTAATACCGCATGACACTAGAATACACCTGTATTTTATTTAAAAGGGGCA 
AATGCTCCACTATGAGATGGACCTGCGTTGTATTAGCTAGTAAGTAGGGTAAAGGCCTACCTAGGCGACG 
ATACATAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTT 
CGGATCGTAAAGCTCTGTTGTTAGAGAAGAATGGTGTAGGGAGTGGAAAATCCTACACGTGACGGTAACT 
AACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGAT 
TTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGATAAGTCTGAAGTTAAAGGCCGTGGCTCAACCATGGTA 
TGCTTTGGAAACTGTCAAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGT 
AGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAAGCTCGAAAGCG 
TGGGGAGCAAACAGGATAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCCTT 
TCCGGGGCTTAGTGCCGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCAGGTCTTGACATCCTCCTGACCGGTCTAGAGATAGACATTCCCTTAGGGGCAGGAGTGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGT 
TAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAG 
CCGGTGACGGCAAGCTAATCTCTTAAAGCCAATCTCAGTTCCGAATTGTAGGCTGCAACTCGCCTACATG 
AAGTCGGAACGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCATTTGGAGCCAGCCGCCTAAGGT 
GGGATAGATGATTGGGGTGAAGTCGTAACAAGGTA 


>gi|219857447|ref|NR_025035.1| Leuconostoc gelidum strain DSM5578 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACAGCGAAAGGTGCTTGCACCTTTCAAG 
TGAGTGGCGAACGGGTGAGTAACACGTGGATAACCTACCTCAAGGTTGGGGATAACATTTGGAAACAGAT 
GCTAATACCGAATAAAACTTCGTATCGCATGATACAAGGTTAAAAGGCGCTACGGCGTCACCTAGAGACG 
GATCCGCGGTGCATTAGTTAGTTGGTGAGGTAAAGGCCTACCAAGACAATGATGCATAGCCGAGTTGAGA 
GACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCTGCAGTAGGGAATCTTCC 
ACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGTGTGATGAAGGCTTTCGGGTCGTAAAGCACTGTT 
GTATGGGAAGAACAGCTAGAGTAGGGAATGACTTTAGTGTGACGGTACCATACCAGAAAGGGACGGCTAA 
ATACGTGCCAGCAGCCGCGGTAATACGTATGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGC 
GCAGACGGTTGATTAAGTCTGATGTGAAAGCCCGGAGCTCAACTCCGGAAAGGCATTGGAAACTGGTCAA 
CTTGAGTGCAGTAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACC 
AGCGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTA 
GATACCCTGGTAGTCCACACCGTAAACGATGAACACTAGGTGTTAGGAGGTTTCCGCCTCTTAGTGCCGA 
AGCTAACGCATTAAGTGTTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 


TTTGAAGCTTTTAGAGATAGAAGTGTTCTCTTCGGAGACAAAGTGACAGGTGGTGCATGGTCGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAG 
ATGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAGATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGCGTATACAACGAGTTGCCAACCTGTGAAGGTGAGCTA 
ATCTCTTAAAGTACGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGTA 
ATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAG 
TTTGTAATGCCCAAAGCCGGTGGCCTAACCGTAAGGAGGGAACCGTCTAAGGCAGGACAGATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGC 


>gi|219857446|ref|NR_025034.1| Leuconostoc kimchii strain IH25 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGCAGCGAGAGGTGCTTGCACCTTTCAAG 
CGAGTGGCGAACGGGTGAGTAACACGTGGATAACCTGCCTCAAGGCTGGGGATAACATTTGGAAACAGAT 
GCTAATACCGAATAAAACTTAGTATCGCATGATATAAAGTTAAAAGGCGCTACGGCGTCACCTAGAGACG 
GATCCGCGGTGCATTAGTTAGTTGGTGAGGTAAAGGCTCACCAAGACAATGATGCATAGCCGAGTTGAGA 
GACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCTGCAGTAGGGAATCTTCC 
ACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGTGTGATGAAGGCTTTCGGGTCGTAAAGCACTGTT 
GTATGGGAAGAACAGCTAGAATAGGGAATGATTTTAGTGTGACGGTACCATACCAGAAAGGGACGGCTAA 
ATACGTGCCAGCAGCCGCGGTAATACGTATGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGC 
GCAGACGGTTGTTTAAGTCTGATGTGAAAGCCCGGAGCTCAACTCCGGAAAGGCATTGGAAACTGGACAA 
CTTGAGTGCAGTAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACC 
AGCGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTA 
GATACCCTGGTAGTCCACACCGTAAACGATGAACACTAGGTGTTAGGAGGTTTCCGCCTCTTAGTGCCGA 
AGCTAACGCATTAAGTGTTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
TTTGAAGCTTTTAGAGATAGAAGTGTTCTCTTCGGAGACAAAGTGACAGGTGGTGCATGGTCGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAG 
ATGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAGATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGCGTATACAACGAGTTGCCAACCTGCGAAGGTGAGCTA 
ATCTCTTAAAGTACGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGTA 
ATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAG 
TTTGTAATGCCCAAAGCCGGTGGCCTAACCGTAAGGAGGGAACCGTCTAAGGCAGGACAGATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGC 


>gi|219857445|ref|NR_025033.1| Rhodococcus pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAA 
TACCGGATATGACCTCGGGATGCATGTTCTGGGGTGGAAAGTTTTTCGGTGCAGGATGAGCCCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCCATGACGAA 
GCGCAAGTGACGGTAGTGGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATCC 
CGCAGCTCAACTGCGGGCTTGCAGGCGATACGGGCAGACTCGAGTACTGCAGGGGAGACTGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTG 
ACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGG 
GCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCCAACGCATTAAGCGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACCGGACGACTGCAGAGATGTGGTTTCCCTT 
GTGGCCGGTAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCCTGTGTTGCCAGCACGTGATGGTGGGGACTCGCAGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATG 
GTCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGG 
GTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCC 
CTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGTGC 


>gi|219857443|ref|NR_025031.1| Aequorivita sublithincola strain QSSC9-3 16S ribosomal RNA, partial 
sequence 
GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAGAAAGTGCTTGCACTTTTGAGACCGGCGC 
ACGGGTGAGTAACGCGTATGCAATCTACCTTATACAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCC 
CATAGTCTATATTGAGAGCATTTGATATATAGTAAAGATTTATCGGTATAAGATGAGCATGCGTACCATT 
AGCTAGTTGGTGTGGTAACGGCACACCAAGGCAACGATGGTTAGGGGCCCTGAGAGGGGGATCCCCCACA 
CTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGC 
CTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTTTACCGGAAGAAAC 
ACCCCTACGTGTAGCGGCTGACGTTACCGTACGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCCGT 
AATACGGAGGGTGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGTTAAGTCAG 
GGGTGAAAGTCTGCGGCTCAACCGTAGAAATGCCCTTGATACTGGCGGTCTTGAATCGTTGTGAAGTGGC 
TAGAATATGTGGTGTAGCGGTGAAATGCTTAGATATCACATAGAATACCGATTGCGAAGGCAGGTCACTA 
ACAACGTATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGGATACTAGCTGTCCGGCACACATTGGTGTGCTGGGTGGCCAAGCGAAAGTGATAAGTATC 
CCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTTGAGC 
ATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATTTGGTCTGACAGGATTGGAAAC 


AGTCTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTT 
AAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTG 
CCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACAC 
GTGCTACAATGGCAGGTACAATGGGCAGCCACTGCGTGAGCAGGAGCGAATCCACAAAACCTGTCTCAGT 
TCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGAAGCACCTGAAGTCCGT 
CACCGCAAGGAGCGGCCTAGGGTGAAGCTGGCAACTAGG 


>gi|219857442|ref|NR_025030.1| Halothiobacillus kellyi strain BII-1 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACG 
GGTGCTTGCACCTGGTGGCGAGTGGCGGACGGGTGAGTAATGCATGGAAATCTGCCCTGAGGTGGGGGAC 
AACGTTGGGAAACTAACGCTAATACCGCATAACCTCTTTGGAGCAAAGCAGGGGATCTTCGGACCTTGTG 
CCTTGGGATGAGTCCATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGC 
CGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTA 
AAGCACTTTTGTCAGTGAAGAACAGGTTTAGGTTAATACCCTGAACACTTGACGTTAACTGAAGAATAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTGCGTAGGCGGATGATTAAGTCTGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTGGA 
TACTGGTCGTCTAGAGTATGGTAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGG 
AAAGAACACCAATGGCGAAGGCAACTTCCTGGGCCAATACTGACGCTGAGGTACGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTTGTCGTTGGGAGGGTTTAGCCTT 
TCAGTGACGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTGGC 
CTTGACATCCTCGGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCC 
AGCACTTCGGGTGGGAACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGGCGGTACAGAGGGTAGCCAACCCGCGA 
GGGGGAGCCAATCCCACAAAGCCGCTCCTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGTGGATCAGCATTGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATT 
CATGACTGGGGTGAAGTCGTAACA 


>gi|219857441|ref|NR_025029.1| Viridibacillus neidei strain BD-87 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTGATGAGGAGCTTGCTTCTTCTGATTTA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTAATAAATTGGGATAACTCCGGGAAACCGGGGCT 
AATACCGAATAATCCATTTTGTCACATGGCAAAATGCTGAAAGGCGGTTTCGGCTGTCACTACTAAATGG 
GCCCGCGGTGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGCATAGCCCACCTGAGAG 
GGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCA 
CAATGGACGAAAGTCTGATGGAACAACACCCCGTGAGTTATGAAGGTTTTCGGATCGTAAAACTCTGTTT 
TAAGGGAAGAACAAGTACGTTAGTAACTGAACGTACCTTGACGGTACCTTATTAAAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATAATTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGCG 
CAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAAAC 
TTGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCA 
GTGGCGAAGGCGACTTTCTGGTCCGTAACTGACACTGAAGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCA 
GCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGACTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAAAACCTTACCAGGTCTTGACATCCC 
GGTGACCACTGTAGAGATATAGTTTTCCCCTTCGGGGACATTGGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCATCATTTA 
ATTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAAGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTTCTACAATGGACGATACAAACGGTTGCCAACTCGCGAGAGCACGCT 
AATCTCATAAAATCGTTCTCAGTTCGGATTGTAGGCTGCAACTCCCCTACATGAAGCCGGAATCCCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCC 


>gi|219857439|ref|NR_025027.1| Oceanimonas baumannii strain GB6 16S ribosomal RNA, partial sequence 
CGGACGGGTGAGTAATGCTTGGGGATCTGCCCGGTCGAGGGGGATAACCGTTGGAAACGACGGGCTAATA 
CCGCATACGCCCTACGGGGGAAAGCAGGGGACCTTCGGGCCTTGCGCGATTGGATGAACCCAAGTGAGAT 
TAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGTCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATCGCACAATGGGGGAAAC 
CCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGTGAGGAAAG 
GAGGTTGGCTAATACCTGACCTCTGTGACGTTAACCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGCGCACGCAGGCGGTTTGTT 
AAGCCAGATGTGAAAGCCCCGGGCTCAACCCGGGAACTGCATTTGGAACTGGCAGACTAGAGTCTTGGAG 
AGGGGGGTAGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAATACCAGTGGCGAAGGCGG 
CCCCCTGGCCAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGTCAACTTGGAGTCTGTGCCATTTGAGCGCGGGTTCCGGAGCTAACGCGTTAAG 
TTGACCGCCTGGGGAGTACGGCCGCGAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGCGAACTTGGCAGA 
GATGCCTTGGTGCCTTCGGGAACGCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTTTTTGCCAGCGGGTGATACCGGGAACTCAAAG 
GAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGC 
TACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAACTCGCGAGAGTAAGCGAATCCCAAAAAGCGC 


GTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAA 
TGCCACGGTGAATACGTTCCCGGGCCTTGTACACAC 


>gi|219857438|ref|NR_025026.1| Desulfotomaculum sapomandens strain DSM 3223 16S ribosomal RNA, partial 
sequence 
TTTGATCCTGGCTGAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGTTTAGTAAGA 
AGTTTACCTTTTCCTAAACCTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTACCCCATAGCCTGGG 
ATAACGCCGGGAAACCGGTGCTAATACCAGATACGTTCATTGGATCGCCTGGACTGATGAAGAAAGGTNC 
AAACCGCTATTGGATGGATCCGCGTCCCATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCCGCGATG 
GGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATCTTCCTCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTCTTCGG 
ATTGTAAAACTCTGTCCAAAGGGAAGAAGAGAGTGNCGGTACCTTTGGAGGAAGCCCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAAAACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGC 
GGCCTCGTAAGTCAGTCGTGAAACCCAGCGGCTCAACCGCTGGCTGGCGATTGAAACTACCGAGCTTGAG 
TGCAGTAGAGGGGAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGC 
GAAAGCGGCTCCCTGGCCTGNAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGTTGGGGGTATCGACCCCCCCCAGTGCCGCAGTTA 
ACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGC 
CAGCCATGGAAANANAGCCTTTTATCTTCGGATAAACAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCTTTAGTTGCCAGCAAGTAATG 
TTGGGCACTCTAAAGGGACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
TTTATGATCTGGGCTACACACGTACTACAATGGCCGGTACAGACGGACGCGCAGCCGCGAGGTGAAGCGA 
ACCCGATAAAGCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTA 
ATCGCAGGTCAGCATACTGTGGTGAATACGTTCCCGGGCCTTGTANANACCGCCCGTCACACCNCGAAAG 
TTGGCAACACCCGAAGCCGGTGAG 


>gi|219857437|ref|NR_025025.1| Papillibacter cinnamivorans strain CIN1 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAAAATACCAAAGCAGC 
AATGCGGGGGTATTTTAGTGGCGGACGGGTGAGTAACGCGTGAGCAATCTGCCTTTTGGAGGGGGATACC 
GACTGGAAACGGTCGTTAATACCGCATAACGTATATGGACGACATCGTCCGTATACCAAAGGAGCAATCC 
GCCGAAAGATGAGCTCGCGTCTGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCAGTAG 
CCGGACTGAGAGGTTGAACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTCAAGGAAGAAGGCCTTCGGGTTGT 
AAACTTCTTTTACCAGGGAAGAAGAAGTNCGGTNCCTGGAAAACAAGCCACGGCTATCTACGTGCCAGCA 
GCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGCATTG 
CAAGTCAGATGTGAAATGCCGGGGCTTANCCCCGGAGCTGCATTTGAAACTGTAGAGCTTGAGTGATGGA 
GAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCG 
GCCTGCTGGACATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCTGTAAACGATGGATACTAGGTGTGGGAGGTCTGACCCCTTCCGTGCCGGAGTTAACACAATAA 
GTATCCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGT 
GGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGATTTGACATCCTACTAACGAGGTAG 
AGATACGTCAGGTGCCCTTCGGGGAAAGTAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGCTAGTTGCTACGCAAGAGCACTCTAGCGAG 
ACTGCCGTTGACAAAACGGAGGAAGGCGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTAC 
ACACGTACTACAATGGCGGTTAACAGAGGGAAGCAAGACAGTGATGTGGAGCAAATCCCTAAAAACCGTC 
TCAGTTCGGATCGCAGGCTGCAACCCGCCTGCGTGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCGGGAATACCCGAAGT 
CCGTAGTCTAACCGCAAGGGGGACGCNGCCGAAGGTAGGTTCGATAATTGGGGTGAAGTCGTAACAAGGT 
AACCGTATCGGAAGGTGCGGC 


>gi|219857436|ref|NR_025024.1| Paenibacillus chinjuensis strain WN9 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCCTTCGGGGTTAGCGGCGGACGGGTG 
AGTAACACGTAGGCAACCTGCCTGTAAGATCGGGATAACTACCGGAAACGGTAGCTAAGACCGGATAGCT 
GGTTTTCTCGCATGAGGGAATCATGAAACACGGAGCAATCTGTGGCTTACGGATGGGCCTGCGGCGCATT 
AGCTAGTAGGTGAGGTAACGGCTCACCTAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGC 
CTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGC 
CCGGGAGAGTAACTGCTCTCGGGGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTTTTA 
AGTCTGGTGTTTAAGCCCGGGGCTCAACCCCGGTTCGCATCGGAAACTGAGAGACTGGAGTGCAGGAGAG 
GAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCT 
TTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTCAACACAATAAGC 
ACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGG 
AGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGAAAGGCCTAGA 
GATAGGCCCGGCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACTTTAGTTGCCAGCATTCAGTTGGGCACTCTAGAGTG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTAC 
ACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGGAGCGATCCGGAGCGAATCCTTAGAAGCCGGTC 
TCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGC 
CGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGT 


CGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGT 
AGCCGTATCGGAAGGTGC 


>gi|219857432|ref|NR_025020.1| Flavobacterium frigidarium strain A2i 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACTCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATGGTTC 
TTCGGAACCAGAGACCGGCGCACGGGTGCGTAACGCGTATGCAATCTACCTTTCACAGAGGGATAGCCCA 
GAGAAATTTGGATTAATACCTCATAGTATAGTGGTCTCGCATGAGATTGTTATTAAAGATTTATCGGTGA 
AAGATGAGCATGCGTCCCATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACTACGATGGGTAGGGGTC 
CTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAA 
TATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAAC 
TGCTTTTATACGAGAAGAAACACTGGTTCGTGAACCAGCTTGACGGTATCGTAAGAATAAGGATCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTC 
CGTAGGCGGTCAGATAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATTCTGTCTG 
ACTTGAATTATTAGGAAGTAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATAC 
CAATTGCGAAGGCAGGTTACTACTAATATATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTGGGAGCAATCTCAGTGGCTAAGCGA 
AAGTGATAAGTATCCCACCTGGGGAGTACGAACGCAAGTTTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGATTG 
ACCGGTTTGGAAACAGACTTTTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCG 
TGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAA 
CTCTAACAAGACTGCCAGTGTAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGC 
CTTGGGCTACACACGTGCTACAATGGACGGTACAGAGAGCAGCCACTGGGCAACCAGGAGCGAATCTACA 
AAACCGTTCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATA 
TCAGCCATGATTCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGG 
TGCCTGAAGTCGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGG 
TAACC 


>gi|219857431|ref|NR_025019.1| Clostridium peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAACCCTTCGGGGTGGATTTTAGCGG 
CGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGAGGGGGATAGCCTCCCGAAAGGGAGATTAATA 
CCGCATAACATTATTTTTTCGCATGAAGAGATAATCAAAGGAGTAATCCGCTTTGAGATGGACCCGCGGC 
GCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGG 
CCACATTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGG 
AAACCCTGACGCAGCAACGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCTGGGACG 
ATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATATTTAAGTCAGATGTGAAATACCCG 
AGCTTAACTTGGGTGCTGCATTTGAAACTGGATATCTGGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTG 
TAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACG 
CTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATA 
CTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGCAGTTAACACAATAAGTATTCCGCCTGGGGAGTACG 
GTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCTAGACTTGACATCCCCTGAATTACTCGTAACGGAGGAAGCCCTTCGGGG 
CAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGAGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTATTATTAGTTGCTACCATTAATTTGAGCACTCTAATGAGACTGCCCGGGTTAACCGGGAG 
GAAGGTGGGGAAGATGTCAAATTATCATGCCCCTTATGTCTAGGGATACACACGTGATACAATGGTTGGT 
ACAACGAGACGCAAGACCGTGAGGTGGAGCAAAACTCAAACACCAATCCCATTTCGGATTGTAGGCTGAA 
ACTCGCTTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAACACCCGAAGTCCGTGAGGTAACCGTAAGGAGC 
CAGCGGCCGAAGGTGGGGTCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATGAAAACCTGCGGCT 
GGATCACCTCC 


>gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus strain DSM 1105 16S ribosomal RNA, partial sequence 
CAAGTCNAACGGNCCCCGGGCTTCANCCTGGTGGCGANTGGCGAACGGGTGAGTAATACATCGGAACGTG 
CCCTGTCGTGGGGGAAACTAGTCGAAAGATTAGCTAATACGCATACGACCTGAGGGTGAAAGCGGGGGAC 
CGGNAACGGCCTCGCGCGACAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAGAGCCTACCAA 
GGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGA 
AGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACGCGCTGGTTAATACCTGGCGTGGATGACGG 
TACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGATAAGACAGGCGTGAAATCCCCGAGCTCAACTT 
GGGAATGGCGCTTGTGACTGTCAGGCTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAA 
ATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGACGTGACTGACGCTCATGCACG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTANTTGTTG 
GGGATTCATTTCTTCAGTAACGTAGCTAACCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAA 
ACTTACCTACCCTTGACATGCCACTAACGAAACCAGAGATGNTCAGGTGCCCGAAAAGGAAAGTGGACCA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTCTCTAGTTGCTACGCAAGAGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTGCGTACAGAGGGTTGCCAA 
CCCGCGAGGGGGAGCTAATCCCAGAAAACGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGA 
AGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGC 
CCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTAGTTAGCCTAACCGCAAGGAAGGCGATTACCACGGC 
AGGGTTCATGACTGGGGTGAAGTCGTAACAAGGTANCCGTATCGGAAGGTGCGGCTGGATCACCTCCNT 


>gi|219857429|ref|NR_025017.1| Nocardia beijingensis strain AS4.1521 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCTTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTTACACGAGCGGCGAACG 
GGTGAGTAACACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGAT 
ATGACTTCTGGTCGCATGGCTGGGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCT 
TGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAG 
TGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGC 
GTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCACAGCT 
CAACTGTGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGC 
GGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGA 
GAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAG 
GTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGC 
AACGCGAAGAACTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGG 
TGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTCCTGTGTGGCCAGCGGATTATGCCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTAC 
AGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAA 
CTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGG 
AGGGAGCCGTCGAAGGTGGGAT 


>gi|219857428|ref|NR_025016.1| Methylobacter psychrophilus strain Z-0021 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAACAGGC 
CTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTTATAGTGGGGGACAACGT 
GGGGAAACCCACGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGATCTTCGGACCTTTCGCTATG 
AGATGAGCCTGCGTTAGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTATAGCTGGTC 
TGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCA 
CTTTCAATTGGGAGGAAAACCTGCCGGTCAATACCCGGTAGCTTGACATTACCTTTAGAAGAAGCACCGG 
CTAACACCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GTGCGTAGGTGGTTCGTTAAGTCAGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTTGAAACTGG 
CGGACTAGAGTTTAGTAGAGGGGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGATATCTAAAGGAA 
CACCAGTGGCGAAGGCGACTCCCTGGACTAAAACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGTCCTATTTACAGGATTAGTG 
GCGCAGCTAACGCATTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACACGAAGAACCTTACCTACCCTTGAC 
ATCCAGAGAATCTGTTAGAGATAGTAGAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGG 
TAATGCCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCA 
TGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCTGCGAACTTGCGAAAGTA 
AGCAAATCCCAGAAAGCCGGTCTTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGC 
TAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTCACCACTTTGTGATTCATGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|219857426|ref|NR_025014.1| Thioalkalivibrio paradoxus strain ARh1l 16S ribosomal RNA, partial sequence 
TCAGATTGAACGCTGGCGGCATGCCTARCACATGGAAGTCGAGCGGGAGCGCGGGCGTTCCTGTGGCGGC 
GAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTAGCGGGGGATAACTGGGGAAACTCGAGCT 
AATACTGCATACGCTACGGGGGAAAGCGGGGGACTTCGGGCCTCGTACTATCAGATGAGCCTGCGTCCGA 
TTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAA 
GCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTNCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAA 
AGCCGCCGGTTAATACCCGGCGGTCTTGACATTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTGCG 
TGAGTTGGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATCCAATACTGCGTAGCTAGAGTTTGGTA 
GAGGAAAGCNGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCG 
GCTTTCTGGATCAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGAGAACTAGCTGTTGGGTGGATTTTACCGCTCAGTGGCGCAGCTAACGCATTA 
AGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAACTTGTCA 
GAGATGACTTGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACATCTAGTTGCCAGCGGTTCGGCCGGGAACTCTAG 
ATGGACTACCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGTAGGG 
CTACACACGTGCTACAATGGTCGGTACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCTCACAAAGCC 
GATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGCCGGAATCGCTAGTAATCGCAGATCAGC 
ACTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGCACCA 
GAAGTAGATAGTCTAACCTTGGGAGGACGTTTACCACGGTGTGGTCAATGATCTGGGT 


>gi|219857424|ref|NR_025012.1| Shewanella japonica strain KMM 3299 16S ribosomal RNA, partial sequence 


GGCCTAACACATGCAAGTCGAGCGGTAACAGAAAGTAGCTTGCTACTTTGCTGACGAGCGGNGGACGGGT 
GAGTAATGCCTAGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGC 
CCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGAACCTAGGTGGGATTAGCTAGTTG 
GTAAGGTAATGGCTTACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTG 
AGACACGGCCCAGANTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAG 
CCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAAGGTAGCAGCTT 
AATACGTTGTTGCTGTGACGTTACCTACAGAAGAAGGACCGGCTAACTTCGTGCCAGCAGCCGCGGTAAT 
ACGAGGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTCATTAAGCCAGATG 
TGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGGAACTGGTGAACTAGAGTCTTGTAGAGGGGGGTAG 
AATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGAC 
AAAGACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGTCTACTCGGAGTTTGGTGCCTTGAGCACTGGGCTCCCAAGCTAACGCATTAAGTAGACCGCCT 
GGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGG 
TGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGCGTAATGGCGGGAACTCTAGGGAGACTGCCG 
GTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTG 
CTACAATGGCGAGTACAGAGGGTTGCAAAGCCGCAAGGTCTAGCTAATCTCATAAAGCTCGTCGTAGTCC 
GGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGT 
CTAACCTTCGGGAGGACGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTNACAAGG 


>gi|219857423|ref|NR_025011.1| Planomicrobium koreense strain JGO7 16S 
GACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGGAACGTTGGGAGCTTGCTCCCTTCGTTTA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCT 
AATACCGAATAGTTTTTTGCCCCTCCTGGGGCGGAACGGAAAGACGGTTTCGGCTGTCACTGCAGGATGG 
GCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGACGAAAGTCTGACGGAGCAATGCCGCGTGAGTGACGAAGGTTTTCGGATCGTAAAACTCTGTTG 
TAAGGGAAGAACAAGTACCAAGTAACTACTGGTACCTTGACGGTACCTTACCAGAAAGCCACGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGC 
AGGCGGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACT 
TGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAG 
TGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAG 
CTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCG 
CTGACCGCCTAGGAGACTAGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGT 
TGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGCAAACCCGCGAGGGGGAGCCAA 
TCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAA 
TCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGT 
TTGTAACACCCGAAGTCGGTGAGGTAACCACTTGTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857422|ref|NR_025010.1| Alishewanella fetalis strain CCUG 30811 
sequence 

ATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGGTTTTCGGACCCTAG 
CGGCGGACGGGTGAGTAATGCGTAGGAAGCTGCCCGATAGAGGGGGATACCAGTTGGAAACGACTGTTAA 
TACCGCATAATGTCGACGACCAAAGTGTGGGGACCTTCGGGCCACATGCTATCGGATGCGCCTACGTGGG 
ATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCA 
AGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTGGGGAGGAA 
GGGTGTTGTGTTAATAGCACACGCATTTAACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGCTTT 
TTAAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATCTGATACTGGGAAGCTAGAGTATGTG 
AGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAATACCAGTGGCGAAGGC 
GGCCCCCTGGCACAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGTCTACTAGATGTTCGTGGTCTTGTACCGTGAGTATCGCAGCTAACGCATTA 
AGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTACTCTTGACATCTACAGAACTTGGTA 
GAGATACCTAGGTGCCTTCGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCTAG 
GGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGG 
CTACACACGTGCTACAATGGTATGTACAGAGGGAGGCAAGCTGGCGACAGTGAGCGGATCTCTTAAAGCA 
TATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGA 
ATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAG 
AAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACA 
AGGTAAC 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial 


>gi|219857421|ref|NR_025009.1| Pseudoalteromonas maricaloris strain KMM636 16S ribosomal RNA, partial 


sequence 


GGCCTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACGAGCGGCGGACGGGTGA 
GTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACCATTGGAAACGATGGCTAATACCGCATAATGTC 
TACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTA 
AAGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAACTGAGACACGG 
TCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCG 
CGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATACCTG 
CTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCC 
CCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAG 
GTGTAGGGTGAAATGCGTACAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGA 
CGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTC 
TACTAGGAGCTGGGGTCTTCGGACAACTTTTCCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACG 
GCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
TGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGG 
AACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCCTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCTAAGGAGACTGCCGGTGATAAACCG 
GAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCA 
GGTACAGAGAGCAGCGAGCTAGCGATAGTGAGCGAATCCCTTAAAGCCTGTCGTAGTCCGGATTGGAGTC 
TGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTGGATAGTCTAACCTTCGG 
GAGGACGTTCACCACGGAGTGATTCATGACTGGGGTGAATCGTTACAAGG 


>gi|219857420|ref|NR_025008.1| Alkalibacterium olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGTATGCCTAATACATGCAAGTCGAACGCTGAAGCACTCTGCTTGCAGAGTGTGGAT 
GAGTGGCGAACGGGTGAGTAACACGTGGGGAACCTGCCCATAAGAGGGGGATAACATTCGGAAACGGATG 
CTAATACCGCATAGGTGATGTGAGCGCATGCTCGGATCATTAAAGATGGCTTCGGCTATCGCTTATGGAT 
GGCCCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTGTGATACGTAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CACAATGGGCGAAAGCCTGATGGAGCAATACCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAGCTCTGT 
TGTTAGAGAAGAATAAGAGGTGTAGTAACTGGCACCTCCTTGACGGTATCTAACCAGAAAGTCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAG 
CGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGATGGTCATTGGAAACTGGAAG 
ACTTGAATGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACAC 
CAGTGGCGAAGGCGACTTTCTGGTCTGTAATTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTG 
GAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGTTCTTGACATC 
CTCTGACCACCCAAGAGATTGGGCTTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAG 
TTGGCACTCTAGCGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCC 
TTATGAACTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAGACCGCGAGGTTTAGCTAA 
TCTCCTAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAA 
TCGCGGATCAGAACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGT 
TTGGAACACCCGAAGTCGGTCGAGTAACCCTTTTAGGGAGCTAGCCGCCGAAGGTGGGCTGGATGATTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857419|ref|NR_025007.1| Laceyella putida strain KCTC 3666 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGTGCGGGGGTCTTCGGACCCTAGCGGCGAACGGG 
TGAGTAACACGTGGGCAACCTGCCCGTAAGACTGGGATAACTCCGGGAAACCGGTGCTAATACCAGATAA 
TCTTCCTCTCCGCATGGAGAGGAAGTAAAAGGCTTCGGCCACTTACGGATGGGCCCGCGGCGCATTAGCT 
TGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCGCAATGGGCGCAAGCCTGA 
CGGAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAACTCTGTTCTGAAGGAAGAAGCTCTGA 
CGGTACTTCAGGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTT 
ATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCATTTAAGTCAGGTGTGAAAGGCTGCGGCTCAA 
CCGCAGAGCGGCACCTGAAACTGGATGACTTGAGTGCAGGAGAGGAGAGTGGAATTCCCGGTGTAGCGGT 
GGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGTTACTGACGCTGAGGC 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGAGTGCTAGGTG 
TCGGGGGGTCCTACCCTCGGTGCCGAAGGTAACCCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGG 
CTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
AAGAACCTTACCAGGGCTTGACATCCCGCTGACCGCTCCAGAGATGGAGCCTCCCTTCGGGGCAGCGGTG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTCAGTCCCGCAACGAGCGCAACC 
CTTATCGCCAGTTGCCAGCATTTCGGATGGGCACTCTGGCGAGACAGCCGGTGAAAGCCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCAGTACAATGG 
GTTGCCAACCCGCGAGGGGGAGCCAATCCCATAAAACTGGTCTCAGTTCGGATCGCAGGCTGCAACTCGC 
CTGCGTGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTGAGGTAACCTTCTTGGAACCAGCC 
GCCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTATCCCTACCGGAAGGTGG 


>gi|219857418|ref|NR_025006.1| Seinonella peptonophila strain KCTC 9740 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCCTCTTCGGAGGTGGAACGAGC 


GGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCGCAAGACTGGGATAGCTCCGGGAAACCGGAATTAA 
TACCAGATAARCATCTTTTCCGCATGGAAAAGATGAGAAAGGTGGCTTCGGCTGCTACTTGYGGATGGGC 
CCGCGGCGCATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCAACGATGCGTAGCCGACCTGAGAGGG 
TGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCGCA 
ATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAGGACGGTCTTCGGATTGTAAAGCTCTGTTCTG 
TAGGAAGAAGTCCTCGTGTTGAATAGATACGAGGRGTGACGTTACTACAGCAGAAAGCCCCGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGCGCGCGTA 
GGCGGCTTCATAAGTCCGATGTCAAAGGCAGTGGCTCAACCACTGTACGCATCGGAAACTGTGGAGCTTG 
AGTGCAGGAGAGGGGAGTGGAATTCTCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTG 
GCGAAGGCGACTCTCTGGCCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTTTCCGCCCTTCAGTGCCGAAGTT 
AACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCGCT 
GACAGATCTAGAGATAGATCCTTTCTTCGGAACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTCAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCAGCAGGTAATGCTG 
GGCACTCTAGAGAGACAGCCGATGAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGTCCTGGGCTACACACGTGCTACAATGGCTGGAACAATGGGAAGCGAGACCGCGAGGTGGAGCCAATCC 
CAAAAAACCAGTCTCAGTTCGGATCGCAGGCTGCAACTCGCCTGCGTGAAGTTGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTTG 
CAACACCCGAAGTCGGTGAGAGAACCGTTAGGACTCAGCTGCCGAAGGTGGGGTAGATGACTGGGGTGAA 
GTCGTAACAAGGTATCCCTACCGGAAGGTGG 


>gi|219857417|ref|NR_025005.1| Thermoflavimicrobium dichotomicum strain KCTC 3667 16S ribosomal RNA, 
partial sequence 
GATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGGGTTATTTCCTTCGGGAAATAACCTAGC 
GGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCCTAAGACTGGGATAACTCCGGGAAACCGGGGCTAA 
TACCAGATAACCTCTTCCCTCGCATGAGGGAAGAGTAAAAGGCTTTTGCCACTTAGGGATGGGCCCGCGG 
CGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCGCAATGGGC 
GAAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGACGGCCTTCGGGTTGTAAAGCTCTGTTCTTGGGGAA 
GAAGGAAGTGACGGTACCCAAGGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCCAGGTAAGTCGGATGTGAAAGG 
CTACGGCTCAACCGTAGAGCGGCATCCGAAACTGTCTGGCTTGAGTGCAGGAGAGGGGAGCGGAATTCCC 
GGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGTAACT 
GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
AGTGCTAGGTGTTGGGAAGATTGACTTCTCAGTGCCGCAGGTAACCCAATAAGCACTCCGCCTGGGGAGT 
ACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCGCTGACCGGTGTAGAGATACGCCTTTCCCCT 
TCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTCAGTCCC 
GCAACGAGCGCAACCCTTATCTCCAGTTGCCAGCACTTCGGGTGGGCACTCTGGAGAGACAGCCGGTGAA 
AGCCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAA 
TGGCTGGTACAAAGGGCAGCGAACCCGCGAGGGGGAGCCAATCCCAAAAAGCCAGTCTCAGTTCGGATTG 
CAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCAACACCCGAAGTCGGTGAGGCAACC 
GCAAGGAGCCAGCCGCCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTATCCCTACCGGAA 
GGTGG 


>gi|219857415|ref|NR_025003.1| Arthrobacter psychrolactophilus strain B7 16S ribosomal RNA, partial 
sequence 
CAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCCCGCTTGCGGGGGGATTAG 
TGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTTGGAAACGGGGTCTA 
ATACTGGATATTGACTTTTCCTCGCATGGGGATTGGTTGAAAGATTTATTGGTTTTGGATGGACTCGCGG 
CCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAACGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAA 
CAAGGCCAGTGTTTAGCTGGTTGAGGGTACTTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCTT 
CTGCCGTGAAATTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAAACTAGATTGATGTAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGCCAGGTCT 
CTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACTGGAAATACCTAGAA 
ATAGGTGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCTTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGAGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTGGGTAACACCCGAAG 
CCGGTGGCCTAACC 


>gi|219857413|ref|NR_025001.1| Aeromonas salmonicida subsp. pectinolytica strain 34mel 16S ribosomal RNA, 
partial sequence 


GAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAAGTAGCTTGCTACTTTTGCCGG 
CGAGCGGCGGACGGGTGAGTAATGCCTGGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTG 
CTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGAACCCAGG 
TGGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
GGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGA 
GGAAAGGTTGGCGCCTAATACGTGTCAACTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGG 
TTGGATAAGTTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTAAAACTGTCCAGCTAGAGTC 
TTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGA 
AGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGAGACGTGGCTTCCGGAGCTAACGC 
GTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCTGGAATCCT 
GTAGAGATACGGGAGTGCCTTCGGGAATCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTGCCAGCACGTAATGGTGGGAACT 
CAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCC 
AGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCAAAA 
AGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCCAGTAATCGCGAAT 
CAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCA 
CCAGAAGTAGATAGCTTAACCTTCGGGAGGG 


>gi|219857411|ref|NR_024999.1| Sphingopyxis taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACTCTTCGGAGTTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCCTTGGGTACGGAATAACTCAGAGAAATTTGTGCTAATACCGTATAATGA 
CTTCGGTCCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAAGATTAGCTAGTTGGTGGGGTAAAAGCCT 
ACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCCTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCGCGTAGGCGGCTTTTTAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAATTGCCTTTGAAACT 
GGAAAGCTAGAATCTTGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACTGACTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGTGCATGGCACTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGA 
CATCCTGATCGCGGATTAGAGAGATCTTTTCCTTCAGTTCGGCTGGATCAGTGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCCTAGTTGCCA 
TCATTCAGTTGGGCACTCTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCAACTACAGTGGGCAGCAACGGGCGACCG 
GTAGCTAATCTCCAAAAGTTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCG 
CTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTTGGTTTCACCCGAAGGCAGTGCTCTAACCCGCAAGGGAGGAAGCTGACCACGGTGGGATCAGC 
GACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219857410|ref|NR_024998.1| Sphingomonas koreensis strain JSS-26 16S ribosomal RNA, partial sequence 
AATGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAAGGCTTCGGCCTTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACAGTTAGAAATGACTGCTAATACCGGATGATGT 
CGTAAGACCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAAAAGCTC 
ACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCCGGGGCTCAACTCCGGAATTGCCTTTAAGACT 
GCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTGGTGCTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGA 
CATGTCCGGACGATTTCCAGAGATGGATTTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATC 
ATTTAGTTGGGACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCAACTACAGTGGGCAGCAATCCCGCGAGGGTG 
AGCTAATCTCCAAAAGTTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTAGCGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis strain JSS-7 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGATCTTCGGGTCTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCCTTTGGTTCGGAATAACAGTTGGAAACGACTGCTAATACCGGATGATGA 
CGAAAGTCCAAAGATTTATCGCCAGAGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGTGGTAAAGGCGC 
ACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 


TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTAAGACT 
GCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGGACTTGGTCTTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGA 
CATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATC 
ATTTAGTTGGGGACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAAACTCGCGAGAGT 
GCGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTAGCG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219857408|ref|NR_024996.1| Raoultella planticola strain ATCC 33531 
sequence 
ATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGAGAGCTTG 
CTCTCGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACT 
GGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCATGCCATCAG 
ATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTG 
AGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACT 
TTCAGCGAGGAGGAAGGCGTTAAGGTTAATAACCTTAGCGATTGACGTTACTCGCAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGAAACTGGC 
AAGCTTGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAAT 
ACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCC 
GGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCC 
GGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCTTACGAGTAGGGC TACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGC 
GGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAG 
TAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCG 


16S ribosomal RNA, partial 


>gi|219857407|ref|NR_024995.1| Clostridium putrefaciens strain DSM 1291 16S ribosomal RNA, partial 


sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAAGTTATTC 
CTTCGGGAATAACTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGGATAGCC 
TTCCGAAAGGAAGATTAATACCCCATAACATAGCATTATCGCATGATAAAGTTATTAAAGGAGTAATCCG 
CTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGATGCGTAGC 
CGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTA 
AAGCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATACTTA 
AGTGGGATGTGAAATACCCGGGCTCAACCCGGGTGCTGCATTCCAAACTGGGTATCTAGAGTGTGGGAGA 
GGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGAC 
TTTCTGGACCATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGGATACTAGGTGTGGGGGATACCAATCCTCCGTGCCGTCGTTAACACACTAAGTA 
TCCCGCCTGGGGAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGA 
GCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCTGTAAT 
TAGGGAAGCCCTTCGGGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACT 
GCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACA 
CGTGCTACAATGGCGAGTACAACGAGACGCAATACCGCGAGGTGGAGCAAAACTCAAAAAACTCGTCCCA 
GTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGAATGTCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCGAAGTCCG 
TGTGCTAACGCGTAAGCGAGGCAGCGGCCGAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTA 
GCCGTAGAAGAACCTGC 


>gi|219857406|ref|NR_024994.1| Lactobacillus mucosae strain CCUG 43179 
sequence 

AGAGTTTGATCCTGGCTCAGGATGAACGCCGGCGGTGTGCCTAATACATGCAAGTCGAACGCGTTGGCCC 
AACTGATTGAACGTGCTTGCACGGACTTGACGTTGGTTTACCAGCGAGTGGCGGACGGGTGAGTAACACG 
TAGGTAACCTGCCCCAAAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACAATTTGAATC 
GCATGATTCAAATTTAAAAGATGGCTTCGGCTATCACTTTGGGATGGACCTGCGGCGCATTAGCTTGTTG 


16S ribosomal RNA, 


complete 


GTAGGGTAACGGCCTACCAAGGCTGTGATGCGTAGCCGAGTTGAGAGACTGATCGGCCACAATGGAACTG 
AGACACGGTCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAG 
CAACACCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAG 
CAACTGTTCACGCAGTGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGATAAGTCTGATG 
TGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAGTGCAGAAGAGGACAGTGG 
AACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTC 
TGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTA 
AACGATGAGTGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGCACTCCGCC 
TGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCCAACCCTAGAGATAGGGCG 
TTTCCTTCGGGAACGCAATGACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGG 
TGACAAACCGGAGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGC 
TACAATGGACGGTACAACGAGTCGCGAACTCGCGAGGGCAAGCTAATCTCTTAAAACCGTTCTCAGTTCG 
GACTGCAGGCTGCAACTCGCCTGCACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGCAACACCCAAAGTCGGTGGGG 
TAACCCTTCGGGGAGCTAGCCGCCTAAGGTGGGGCAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGT 
AGGAGAACCTGCGGCTGGATCACCTCCT 


>gi|219857405|ref|NR_024993.1| Clostridium fimetarium strain Z-2189 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAGTATAGT 
GAATCGAGTTCTTCGGAACAATTGAAGCTGTACTGAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTG 
CCTTACACTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAAGCGCACAGTACCGCATGGTACG 
GTGTGAAAAACTCCGGTGGTGTAAGATGGATCCGCGTCTGATTAGCTAGTTGGTAGGGTAATGGCCTACC 
AAGGCAACGATCAGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAA 
GAAGTATTTCGGTATGTAAAGCTCTATCAGCAAGGAAGATAATGACGGTACTTGACTAAGAAGCCCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG 
AGTGTAGGTGGCATGGCAAGTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTGAAACTGCC 
AAGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAC 
ACCAGTGGCGAAGGCGACTTACTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATACTAGATGTTGGGAGGCATAAGCTTCTCAGTGT 
CGTAGCTAACGCGATAAGTATTCCACCTGGGAAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACA 
TCCCTCTGACCGGCACGTAATGGTGCCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTAGCCAGCATTT 
CGGATGGGCACTCTAGAGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGACTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGACGCAAGCTGGTGACAGTAAG 
CAAATCCCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTA 
GTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGG 
GAGTCGGTAATGCCCGAAGTCAGTGACCCAACCGTAAGGAGGGAGCTGCCGAAGGCAGGATCGATAACTG 
GGGTGAAGTCGTAACAAGGTAGCCGTA 


>gi|219857404|ref|NR_024992.1| Thioalkalimicrobium aerophilum strain AL3 16S ribosomal RNA, partial 
sequence 
GTTTGATCATGGCTCAGAATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGGACGGTAACAGGGGAG 
CTTGCTCCTGCTGACGAGTGGCGGACGGGTGAGTAATGCATGGGAATCTGCCCTTTGGTTGGGGATACCG 
TATGGAAACGTACGTTAATACCGAATGAGATCTACGGATGAAAGGTGGCCTCTATTTATAAGCTATCGCC 
AAAGGATGAGCCCATGTTAGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCTATAGCTG 
GTTTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAA 
GCACTTTTAGTGAGGAGGAAAGGTAGTAGMTAATACCTGCTACTGTGACGTTACTCACAGAAGAAGCACC 
GGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAA 
GCGAGCGTAGGCGGATTGTTAAGTCAGTTGTGAAAGCCCTGGGCTCAACCTAGGAATGGCGATTGAAACT 
GGCAGTCTAGAGTTTAGTAGAGGGAAGGGGAATTTCTGGAGTAGCAGTGAAATGCGTAGATATCAGAAGG 
AACATCAGTGGCGAAGGCGCCTTCCTGGACTAAAACTGACGATGAGGTGCGAAAGCGTGGGGAGCAAACG 
GGATTAGATACCCCGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGTCTTATTAAAAAGATTAG 
TAGCGCACTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGA 
CATCCACAGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCAT 
TTAGTTGAGAACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCAT 
GGCCCTTATGGGATGGGCTACACACGTGCTACAATGGKCGGTACAAACAGTAGCGAAGCCGCGAGGTGGT 
GCTAATCTGAAAAAACCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCT 
AGTAATCGCAAATCAGAATATTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTGGGTTGCACCAGAAGTRGGTAGTCTAACC 


>gi|219857403|ref|NR_024991.1| Thioalkalivibrio nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGTAACGCGGGAGTT 
GCTCTGGCGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTAGCGGAGGACAACTCGGG 
GAAACTCGAGCTAATACTGCATACGCCCTACGGGGGAAAGCGGGGGATCTTCGGACCTCGCACTATCAGA 
TGAGCCTGCGTCCAATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATTGGTAGCTGGTCTGA 


GAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GGACAATGGGGGCAACCCTGATCCAGYAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTT 
TCAGTAGGGAAGAAAAGCCGCTGGCTAATACCTGGCGGTCTTGACATCACCTACAGAAGAAGCACCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGC 
GCGTAGGCGGTCGTGTAAGTTAGATGTGAAAGCCCTGGGCTTAACCTGGGAATTGCATCTAATACTATAC 
GACTAGAGTTTGGTAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACA 
CCAGTGGCGAAGGCGACTCTCTGGATCAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAGTTGTTGGTCGGATCTTGCCGATCAGTGAC 
GCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACAT 
CCTCGGAACTTGTCAGAGATGACTTGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGCGAGATGTTGGGTTAAGGCCCGCAACGAGCGCAACCCTTATCCCTAGTTGCCAACGGTTC 
GGCCGGGAACTC YAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGGCAAGTCATCATGG 
CCCTTATGNNNNGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCTGCCAACCTCGCGAGGGGGAG 
CCAATCCCAGAAAACCGGTCTTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGCAGGAATCGCTA 
GTAATCGCAGATCAGCACTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTTGACTGCACCAGAAGTGGATAGTCTAACTTCGGGAGGACGTTCACACGGTGTGG 


>gi|219857402|ref|NR_024990.1| Thioalkalivibrio versutus strain AL2 16S ribosomal RNA, partial sequence 
CTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGTAACGCGGGASTTTGCTCC 
TGGCGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTAGCGGAGGACAACTCGGGGAAA 
CTCGAGCTAATACTGCATACGCCCTACGGGGGAAAGCGGGGGATCTTCGGACCTCGCACTATCAGATGAG 
CCTGCGTCCGATTAGCTNGTTGGTAGGGTAACGGCTCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGG 
ATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAG 
TAGGGAAGAAAAGCCGAGGGCTAATACCTCTCGGTCTTGACATCACCTACAGAAGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCACGC 
AGGCGGCYGTGTAAGTTAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCAGYTAATACTATACGACT 
AGAGTTTGGTAGAGGAAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAG 
TGGCGAAGGCGGCTCTCTGGATCAATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCCTAAACGATGAGAACTAGTTGTTGGTCGGAATTTGCCGGTCAGTGACGCAG 
CTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTC 
GGAACTTGTCAGAGATGACTTGGTGCCTTCGGGARCCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCTAGTTGCCAGCGGTTCGGCC 
GGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCT 
TATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGCTGGCCAACCCGCGAGGGGGAGCCAAT 
CCCACAAAACCGGTCCTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAAT 
CGTGGATCAGCACTGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
TGACTGCACCAGAAGTAGATAGCCTAACCTTCG 


>gi|219857401|ref|NR_024989.1| Smithella propionica strain LYP 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGAACTAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGAGAAAGNTGGCTTCG 
NCCGATGAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGATAATCTACCCCTCAGTTGGGAATAACTCAT 
CGAAAGGTGGGCTAATACCGAATAATACTGCATGACTTCTGTTGTATAGTCAAAGATGGCCTCTGCTTGC 
AAGCTATCGCTGAAGGATGAGTCCGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACG 
ATGGTTAGCTGGTCTGAGAGGATGATCANCCACACTGGAACTGAGACACGGTCCAGACTCCTCCGGGAGG 
CAGCAGTGAGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACNCCGCGTGAGTGAGGAAGTTTTC 
GGACCGTAAAGCTCTGTCGAGCGGGAAGAAATGCATAGTGGCTAATATCCATTATGCTTGACGGTACCGC 
TAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCTAGCGTTGTTCGGAAT 
CATTGGGCGTAAAGAGCGTGTAGGCGGCTGGATAAGTCAGATGTGAAAGCCCTGGGCTTAACCCAGGAAG 
TGCATTTGAAACTGTTCAGCTTGAGTAAGGGAGAGGAAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGT 
AGATATCAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGCCCTATACTGACGCTGAGACGCGAGAGCG 
TGGGTAGCANACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTTCACTAGGTGTTGGGGGTA 
TTGACCCTCTCAGTGCCGCAGCTAACGCATTAAGTGAACCGCCTGGGGAGTACGGTCGCAAGATTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACC 
TTACCTAGGCTTGACATCCCAGGAATTCTCTGGAAACAGAGAAGTGCCCTTCGGGGAACCTGGAGACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
CTTTAATTGCCATCATTAAGTTGGGCACTTTAAAGAGACTGCCGGTGTTAAGCCGGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCTTTATGCTTAGGGCTACACACGTGCTACAATGGGCGGTACAAAGAGAAGC 
TAACTCGCGAGAGCGCGCAAATCTCAAAAAGCCGTCCTAAGTTCGGATTGGAGTCTGCAACTCGACTCCA 
TGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCG 


>gi|219857400|ref|NR_024988.1| Mycoplasma cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 
CTGGCGGCATGCCTAATACATGCAAGTTGAACGAAAGTAGCAATACTTTAGTAGCGAACGGGTGAGTAAC 
ACGTATCCAATCTACCCTTATGTAAGGAATAACCAGTTGAAAAACTGGCTAATACCTTATAGGAGCATTA 
AACACAAGTTTTTGTTTTAAAGACGCGTTTGCGTTGCTTAAGGATGAGGGTGCGGTGCATTAGATAGTTG 
GCAGGGTAATGGCCTACCAAGTCGATGATGCATAGCTGTACTGAGAGGTAGAACAGCCACAATGGGACTG 
AGACACGGCCCATATTCCTACGGGAAGCAGCAGTAGGGAATTTTCCACAATGGGCGAAAGCCTGATGGAG 
CAATGCCGCGTGAATGATGACGACCCTATGGGTTGTAAAATTCTTTTATTAGGAAAAAATGATTAGAAGA 
GGAAATGCTTCTAATTTGATTGTACCTTTTGAATAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAA 
TACATAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCAAGCGCAGGCGGAGTAACAAGTCTGGT 
GTTAAAGGCAATAGCTTAACTATTGTTTGCATTAGAAACTGTTAATCTAGAATACAGTAGGGAGTTCTGG 


AATTCAATGTGGAGCGGTGAAATGCGTAGATATATTGAAGAACACCAGTGGCGAAGGCGAGAACTTGGGC 
TGTAATTGACGCTTAGGCTTGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACTGTA 
AACGATGGATATTAGTTGTTGGGACTAGAGTCTCAGTGACGCAGCTAACGCATTAAATATCCCGCCTGGG 
TAGTACATTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCTGCACAAGTGGTGGAGCATGTTGCTT 
AATTCGACAATACACGAAAAACCTTACCCGGGTTTGACATCCCTTGCAAAGCTATAGAAATATAGTGGAG 
GCTATCAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTGTTTGTAGTTAAGTGTCTACAAAGACTGAAGCGAAAGCTATAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGTCCGGGGCTGCAAACGTGCTACAATGGTTGATACAAAGTGGGCA 
ATACAGTGATGTAAAGCATAATCACAAAAGTCAATCTCAGTTCGGATTGAAGGCTGCAACTCGCCTTCAT 
GAAGTTGGAATCACTAGTAATCGCGTGTCAGCTATATCGCGGTGAATACGTTCTCAGGTCTTGTACACAC 
CGCCCGTCAAACTACGAGAGGTAAGTATATCTAAAACCGCAAAATTAACCTGCAAAGTGGAATATGCGTC 
TAGGATAGATTTACTGATTGGAGTTAAGTCGTAACAAGGTACCC 


>gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum strain 4822 16S ribosomal RNA, partial sequence 
CTGGCGGCATGCCTAATACATGCAAGTTGAACGAGAGTAGCAATATTCTAGTAGCGAACGGGTGAGTAAC 
ACGTATCCAACCTACCCTTATGTAAAGAATAACTAGATGAAAATCTAGCTAATACTTTATAGGAGCATTT 
AACATAAGTTTTTTGTTTTAAAGGCGCGTTTGCGTCGCTTAAGGATGGGGGTGCGGTGCATTAGATAGTT 
GGCGGGGTAATGGCCCACCAAGTCGATGATGCATAGCTGTACTGAGAGGTAGAACAGCCACAATGGGACT 
GAGACACGGCCCATATTCCTACGGGAAGCAGCAGTAGGGAATTTTCCACAATGGGCGAAAGCCTGATGGA 
GCAATGCCGCGTGAGTGATGACGGCCCTTTGGGTTGTAAAACTCTTTTATTAGGAAAAAATGAACAGAAG 
AGGAAATGCTTCTGTTTTGATTGTACCTTTTGAATAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCAAGCGCAGGTTGATTAACAAGTCTGG 
TGTGAAAGGCAGTAGCTTAACTATTGTTTGCATTAGAAACTGTTAATCTAGAATACAGTAGGGAGTTCTG 
GAATTCAATGTGGAGCGGTGAAATGCGTAGATATATTGAAGAACACCAGTGGCGAAGGCGAGAACTTGGG 
CTGTTATTGACGCTTAGGCTTGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACTGT 
AAACGATGGATATTAGTTGTTGGGACTAGAGTCTCGGTGACGCAGCTAACGCATTAAATATCCCGCCTGG 
GTAGTACACTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCTGCACAAGTGGTGGAGCATGTTGCT 
TAATTCGACAATACACGAAAAACCTTACCCAGGTTTGACATCCCTTGCAAAGCTATGGAAACATAGTGGA 
GGCTATCAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCCGC 
AACGAGCGCAACCCCTGTCTGTAGTTAAGTATCTACAGAGACTGAAGCGAAAGCTATAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGCCTGGGGCTGCAAACGTGCTACAATGGTTGGTACAAAGTGGGC 
GATACAGCGATGTAAAGCTTAATCACAAAAGCCAATCTCAGTTCGGATTGAAGGCTGCAACTCGCCTTCA 
TGAAGTTGGAATCACTAGTAATCGCGTGTCAGCTATATCGCGGTGAATACGTTCTCAGGTCTTGTACACA 
CCGCCCGTCAAACTACGAGAGGTAAGTATATCTAAAACCGCAAAATTAACCTGCAAAGTGGAATATGCGT 
CTAGGATAGATTTGCTGATTGGAGTTAAGTCGTAACAAGGTACCCCTACGAGAAC 


>gi|219857398|ref|NR_024986.1| Mycoplasma indiense strain 3T 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAAGTAGCAATACTTTAGCGGCGAATGGGTGAGTAAC 
ACGTGCTTAATCTACCTTTTAGATTGGAATACCTAATGGAAACATTGGTTAATGCCGGATACGCATGAAG 
TCGCATGACTTCGTTGTGAAAGAAGCGTTTGCTTCGCTAAGAGATGAGGGTGCGGAACATTAGCTAGTTG 
GTGAGGTAATGGCCCACCAAGGCTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTG 
AGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAG 
CGACACAGCGTGCACGATGAAGGCCCTCGGGTTGTAAAGTGCTGTTGCAAGGGAAGAACAGTTAGATGAG 
GAAATGCTTCTAACCTGACGGTACCTTGTTAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAAT 
ACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCTGGAG 
TCAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAGGTAAGCGGA 
ATTCCATGTGGAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTC 
TATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA 
ACGATGATCATTAGTCGGTGGAAAACTACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATG 
CTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGA 
AGATACGCGGAGAACCTTACCCACTCTTGACATCCCCTGCAAAGCTATAGAGATATAGTGGAGGTTAACA 
GGGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCG 
CAACCCCTATCTTTAGTTACTAACGAGTTATGTCGAGGACTCTAGAGATACTGCCCGGGTAACCGGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACGTGCTACAATGGTCGGTA 
CAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGAAGTCTGCA 
ATTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTACGCTACGGTGAATACGTTCTCGGG 
TCTTGTACACACCGCCCGTCACACCATGAGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTAACGGAG 
GCGACTGCCTAAGGTAGGACT 


>gi|219857397|ref|NR_024985.1| Mycoplasma cloacale strain 383 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTCTTCGGACTTAGCGGCGAATGGGTGAGTAACAC 
GTGCTTAATCTACCTCTTAGATTGGGATACCTAATGGAAACATTGGTTAATACCGGATACGCATGGAATC 
GCATGATTCCGTTGTGAAAGAAGCCTTTAAAGCTTCACTAAGAGATGAGGGTGCGGAACATTAGCTAGTT 
GGTGAGGTAATGGCTCACCAAGGCTGTGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACT 
GAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGA 
GCGACACAGCGTGCACGATGACGGTCTTCGGATTGTAAAGTGCTGTTATAAGGAAAGAACACTTCAATGA 
GGAAATGCTTTGAAGCTGACGGTACCTTATCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAA 
TACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCTGAA 
GTCAAATCCTAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAGGTAAGCGG 
AATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGT 
CTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGATCATTAGTCGGTGGAAAATCGCTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTAT 
GCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTG 


AAGATACACGGAAAACCTTACCCACTCTTGACATCCTTCGCAAAGCTATAGAGATATAGTGGAGGTTAAC 
GGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGC 
GCAACCCCTGTCTTTAGTTACTAACAAGTAATGTTGAGGACTCTAGAGATACTGCCTGGGTAACTGGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCCACACACGTGCTACAATGGTCGGT 
ACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTCTGC 
AATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTCTCGG 
GTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGG 
CGACTGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCC 


>gi|219857396|ref|NR_024984.1| Mycoplasma falconis strain H/T1 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGGGTTCCCTCGGGAACCTAGCGGCGAATGGGTGAGTA 
ACACGTGCTTAATCTRCCTCTTAGATTGGAATACCAAATGGAAACATTTGCTAATGCCGGATACGCATGG 
AACCGCATGGTTCCGTTGTGAAAGGAGCCTTTAAAGCTCCGCTAAGAGATGAGGGTGCGGAACATTAGTT 
AGTTGGTAGGGTAATGGCCTACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGG 
GACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGAAAGCCTGA 
TGGAGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAAGGGAAGAACACTTCA 
AGTAGGAAATGACTTGAAGCTGACGGTACCTTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCG 
GTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTC 
TGGAGTCAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTGGATAGAGGTAA 
GCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACT 
GGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGATCATTAGTCGGTGGAAYRRTTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAG 
TAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTTGAAGATACACGGAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAG 
GTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCTGCA 
ACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTTAAGTCGAGGACTCTAGAGATACTGCCTGGGTAAC 
TGGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATG 
GTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGA 
GTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGT 
TCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCT 
CGGAGGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857395|ref|NR_024983.1| Mycoplasma faucium strain DC333 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAAGTAGCAATACTTTAGCGGCGAATGGGTGAGTAAC 
ACGTGCTTAATCTACCTTTTAGATTGGAATACCTAATGGAAACATTGGTTAATGCCGGATACGCATGAAA 
TCGCATGATTTCGTTGTGAAAGGAGCGTTTGCTCCGCTAAAAGATGAGGGTGCGGAACATTAGCTAGTTG 
GTGAGGTAATGGCCCACCAAGGCTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTG 
AGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAG 
CGACACAGCGTGCACGATGAAGGCCCTCGGGTTGTAAAGTGCTGTTGCAAGGGAAGAACACTTAGTTGAG 
GAAATGCAACTAAGCTGACGGTACCTTGTTAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAAT 
ACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCTGGAG 
TCAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTGGATAGAGGTAAGCGGA 
ATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTC 
TATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGATCATTAGTCGGTGGGAGCCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGC 
TCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAA 
GATACGCGGAGAACCTTACCCACTCTTGACATCCTTTGCAAAGCTATAGAGATATAGTGGAGGTTAACAG 
AGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGC 
AACCCCTATCTTTAGTTACTAACGAGTCATGTTGAGGACTCTAGAGATACTGCCTGGGTAACTGGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTAC 
AAAGAGACGCAATACGGTGACGTGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGAAGTCTGCAA 
TTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTCTCGGGT 
CTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGGCG 
ACTGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAA 


>gi|219857394|ref|NR_024982.1| Mycoplasma gypis strain B1/T1l 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAACGAAGTAGCTTGCTACTTAGTGGCGAATGGGTGAGTAAC 
ACGTGCTTAATCTACCTTCTAGATTGGGATAACAGTTGGAAACGATTGCTAATACCGGATAGGTGATTTC 
TCGCATGAGAAAAACATGAAAGAAGCGTTTGCTTCACTAGAAGATGAGAGTGCGCAACATTAGTTAGTTG 
GTAAGGTAATGGCTTACCAAGACTATGATGTTTAGCCGGGTTGAGAAACTGACCGGCCACACTGGGACTG 
AGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAG 
CGACACAGCGTGCACGATGACGGCCCTCGGGTTGTAAAGTGCTGTTATTAGGGAAGAACACTTGATAGAG 
GAAATGCTATCAAGCTGACGGTACCTGATCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAAT 
ACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGTTGTTTATTAAGTCTGAAG 
TTAAAGCCTGGGGCTCAACCCCAGCCCGCTTTAGATACTGGTAAACTAGAGTGAGATAGAGGTAAGCGGA 
ATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTC 
TATACTGACACTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA 
ACGATGATCATTAGTCGGTGGAGAATTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTAT 
GCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACTCGCACAAGCGGTGGAGCATGTGGTTTAATTTG 
AAGATACGCGGAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTGGAGGTTAAC 
GGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGC 
GCAACCCCTATTTTCAATTACTAACAGGTAATGCTGAGGACTTTGGAGATACTGCCTGGGTAACCAGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCTCTTATGAGTGGGGCGACACACGTGCTACAATGGTCGGT 


ACAAAGAGAAGCAATACGGTGACGTGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGAAGTCTGC 
AACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCCATACTGCGGTGAATACGTTCTCGA 
GTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGCCGGTTAGTTAACTTCGGAGA 
CGACTGTCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857393|ref|NR_024981.1| Mycoplasma subdolum strain TB 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAAGTAGCAATACTTTAGCGGCGAATGGGTGAGTAAC 
ACGTGCTTAATCTACCTCTTAGATTGGAATATCCAATGGAAACATTGGTTAATGCCGGATACGCATGGAA 
TCGCATGATTCCGTTGTGAAAGGGGCGTTTGCCCCGCTAAGAGATGAGGGTGCGGAACATTAGCTAGTTG 
GTAGGGTAATGGCCTACCAAGGCTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTG 
AGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAG 
CGACACAGTGTGAACGATGACGGCCTTCGGGTTGTAAAGTTCTGTTGTGAGGGAAGAACACTTGGCTTAG 
GAAATGAGGCCAAGCTGACGGTACCTTATTAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAAT 
ACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCTGGAG 
TCAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAGGTAAGCGGA 
ATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTT 
TATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGATCATTAGTCGGTGGAGCATTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTAT 
GCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTG 
AAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAAAGCTATAGAGATATAGTGGAGGTTAAC 
GGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGC 
GCAACCCCTGTCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGGGTAACTGGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGT 
ACAAAGAGAAGCAATACGGTGACGTGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGAAGTCTGC 
AACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATACGTTCTCGG 
GTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGG 
CGACTGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857392|ref|NR_024980.1| Mycoplasma spumans strain PG13 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTTTCTTTCGGGAAACCTAGCGGCGAATGGGTGAG 
TAACACGTACTTAATCTGCCCTTCAGATTGGAATACCCAATGGAAACATTGGCTAATGCCGGATACGCAT 
GGAATCGCATGATTCCGTTGTGAAAGGGGCCTTTAAAGCCCCRCTGAAGGATGAGGGTGCGGAACATTAG 
TTAGTTGGTAGGGTAATGGCCTACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATT 
GGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTT 
GATGGAGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAAGGGAAGAACACTC 
AGAGGAGGAAATGCCTTTGAGCTGACGGTACCTTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCG 
CGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAG 
TCTGGAGTCAAATCCCGGGGCTCAACCCCGGCTCGCTTTGGATACTGATAAACTAGAGTTAGATAGAGGT 
AAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTA 
CTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGATCATTAGTCGGTGGAGAGTTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGA 
GTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTTGAAGATACACGGAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTGGA 
GGTTAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGC 
AACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCCGGGTAA 
CCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACGTGCTACAAT 
GGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGYAAATCTCAAAAAGCCGATCTCAGTTCGGATTGG 
AGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACG 
TTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACC 
TCGGAGGCGACCGCCTAAGGTAGGACTGGTGAC TGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857391|ref|NR_024979.1| Mycoplasma buccale strain CH20247 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAAGTAGCAATACTTTAGCGGCGAATGGGTGAGTAAC 
ACGTGCTTAATCTACCTTTTAGATTGGAATACCCAATGGAAACATTGGTTAATGCCGGATACGCATAGAA 
TCGCATGATTCTGTTGTGAAAGAAGCGTTTGCTTCACTAAGAGATGAGGGTGCGGAACATTAGCTTGTTG 
GTGAGGTAATGGCCCACCAAGGCTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTG 
AGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAG 
CGACACAGCGTGCATGATGACGGTCTTCGGATTGTAAAGTGCTGTTATAAGGGAAGAACACTTAGTTGAG 
GAAATGCTTCTAAGCTGACGGTACCTTATTAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAAT 
ACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCTGAAG 
TCAAATCCCAGGGCTCAACCCTGGTTCGCTTTGGATACTGGTAAACTAGAGTTGGATAGAGGTAAGCGGA 
ATTCCATGTGAAGCGGTGAAATGCGTAGATATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGG 
TCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGATCATTAGTCGGTGGAGAATCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTA 
TGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTT 
GAAGATACACGGAGAACCTTACCCACTCTTGACATCCTTCGCAATACTATAGAGATATAGTGGAGGTTAA 
CGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAG 
CGCAACCCCTATCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGGGTAACTGGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGG 
TACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGAAGTCTG 
CAATTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTCTCG 
GGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAG 
GCGACTGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857390|ref|NR_024978.1| Mycoplasma equirhinis strain M432/72 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGCTAGCAATAGCCTAGCGGCGAATGGGTGAGTAAC 
ACGTGCTTAATCTACCCTTTAGATTGGAATACMCAATGGAAACATTGGCTAATGCCGGATACGCATGGAA 
TCGCATGGTTCCGTTGTGAAAGGGGCTTTCAAGCCCCACTAAAGGATGAGGGTGCGGAACATTAGTTAGT 
TGGTGAGGTAATGGCCCACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGAC 
TGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGG 
AGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAAGGGAAGAACACCTAGTAG 
AGGAAATGCTACTAGGCTGACGGTACCTTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTGTTAAGTCTGG 
AGTCAAATCCCGGGGCTCAACCCCGGCTCGCTTTGGATACTGGCAAACTAGAGTTGGATAGAGGTAAGCG 
GAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAAYACCAAAGGCGAAGGCAGCTTACTGGG 
TCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGATCATTAGTCGGTGGAGAATCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTA 
TGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTT 
GAAGATACACGGAAAACCTTACCCACTTTTGACATCCTTTGCAAAACTATAGAGATATAGCGGAGGTTAA 
CAAAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAG 
CGCAACCCCTATCTTTAGTTACTAACGAGTTAAGTCGAGGACTCTAGAGATACTGCCTGGGTAACTGGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACAAGTGGGGCCACACACGTGCTACAATGGTCGG 
TACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTCTG 
CAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTCTCG 
GGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAG 
GCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857389|ref|NR_024977.1| Mycoplasma anseris strain 1219 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGGGGTCTTCGGACCTAGCGGCGAATGGGTGAGTAACAC 
GTGCTTAATCTACCTTTTAGATTGGGATACCCAATGGAAACATTGGTTAATACCGGATACGCAGAGAATC 
GCATGATTCTTTTGTGAAAGGAGCCTTAAAGCTCCACTAGAAGATGAGGGTGCGGAACATTAGTTAGTTG 
GTGAGGTAATGGCTCACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTG 
AGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAG 
CGACACAGCGTGCACGATGACGGTCTTCGGATTGTAAAGTGCTGTTATAAGGAAAGAACACTTCAATGAG 
GAAATGCTTTGAAGCTGACGGTACCTTATCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAAT 
ACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGTTGTTTATTAAGTCTGAAG 
TCAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAGGTAAGCGGA 
ATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTC 
TATACTGACACTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGATCATTAGTCGGTGGAGAATCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATG 
CTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGA 
AGATACACGGAGAACCTTACCCACTCTTGACATCCTTCGCAAAGCTATAGAGATATAGTGGAGGTTAACG 
GAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCG 
CAACCCCTATCTTTAGTTACTAACAAGTAATGTTGAGGACTCTAGAGATACTGCCTGGGTAACTGGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTA 
CAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTCTGCA 
ATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTCTCGGG 
TCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGGC 
GACTGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219857388|ref|NR_024976.1| Tetrasphaera japonica strain T1-X7 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACCCTGGAGCTTG 
CTCCGGGGTGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGAATAACCCC 
GGGAAACCGGAGCTAATACCGGATACGAGACGGAGAGGCATCTCTACCGTCTGGAAAGTTTTTCGGTCTG 
GGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAAGTACGTGCCGGCAGC 
CGCGGTAATACGTAGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTCTGTCGC 
GTCTGCTGTGAAAATCCGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGT 
CTCTGGGCCACTACTGACGCTGAAAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ATGCCGTAAACGTTGGGCGCTAGGTGTGGGACTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAG 
CGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACATCCAG 
AGATGGGTGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGATCATGCCGGGGACTCATAGAAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACACATGCTACAATGGCCGGTACAAAGGGCTGCGAAATCGCAAGATGGAGCGAATCCCAAAAAACCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCTTTGTACACACCGCCCGTCNAGTCACGAAAGTCGGTAACACCCGAAG 
CCGTGGCCCAACCCGTCNTGGGAGGGAGCCGTCGAAGGTGGGACT 


>gi|219857387|ref|NR_024975.1| Tetrasphaera australiensis strain 109 16S ribosomal RNA, partial sequence 
GGTTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAATTCGAACGGTGACCAGGAGCTTGCTCCTGT 
GATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGAATAACAGTTGGAAACAG 


CTGCTAATACCGGATACGAGACAGAGAGGCATCTCTACTGTCTGGAAAGTTTTTCGGTCTGGGATGGACT 
CGCGGCCTATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGC 
GACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGAAGGCCTTCGGGTTGTAAACCGCTTTCAGCA 
GGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTG 
TGAAAATCCGGGGCTCAACCCCGGACTGGCAGTGGGTACGGGCAGACTAGAGTATGGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTGGGC 
CATTACTGACGCTGAGAAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGTTGGGCGCTAGGTGTGGGACTCATTTCACGAGTTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGT 
GGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACACCTAGAGATAGGT 
GCCCCGCAAGGACGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGAAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACACATGC 
TACAATGGCCGGTACAAAGGGCTGCGACACCGCGAGGTAGAGCGAATCCCAAAAAACCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCCGTAACACCCGAAGCCGGTGGC 
CTAACCTTTTGGAGGGAGCCGTCGAAGGTGGGACTGGTGATTGGGACTAAGTCGTTNCNAGGTANCCGTA 


>gi|219857386|ref|NR_024974.1| Streptococcus orisratti strain ATCC 700640 16S ribosomal RNA, partial 


sequence 
GGCGTGCCTAATACATGCAAGTGGAACGCATGATTGATACCGGAGCTTGCTCCACCATTAATCATGAGTC 
GCGAACGGGTGAGTAACGCGTAGGTAACCTACCTCATAGCGGGGGATAACTATTGGAAACGATAGCTAAT 
ACCGCATAACAGTCATTAATCACATGTTAGAGACTTGAAAGGGGCAAGAGCTTCACTATGAGATGGACCT 
GCGTTGTATTAGCTAGTAGGTAGGGTAAAGGCCTACCTAGGCGACGATACATAGCCGACCTGAGAGGGTG 
ATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAAT 
GGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAG 
AGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTAACCAGAAAGGGACGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAAGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAA 
GCGGTTCTGTAATCCTGAAGTTAAAGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGCAAGACTTGAG 
TGCAGAAGGGGAAGTTGGAATTCCATGTGTAGCCGTGAAATGCGTAGATATATGGAGGAACACCGGTGGC 
GAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCTTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACCCGTAAACGATGAGTGCTAGGTGTTAGCCCTTTCCGGGGTTTAGTGCCGCAGCTAACG 
CATTAAGCACTCCGCTTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCCAGGTCTTGACATCCCGATGCC 
CGCTCTAGAGATAGAGTTTTACTTTTGTACATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTGAGTTGGGCAC 
TCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGAC 
CTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTTGCAAGTCGGTGACGACAAGCTAATCTCTTA 
AAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGA 
TCAGCAC 


>gi|219857385|ref|NR_024973.1| Rhodococcus koreensis strain DNP505 16S 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCG 
AACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GGATATGACCAAGGACTGCATGGTTTTTGGTGGAAAGGTTTACTGGTGCAGGATGGGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCG 
AGAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
AAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCGA 
GGCTCAACCTCGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACG 
CTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCG 
CTAGGTGTGGGTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCCGTAGAGATACGGCCCCCCTTGTGG 
TCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCGTAAGAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCA 
GTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGGGGTCT 
GCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTG 
TGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 
TGC 


>gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica strain 3CB-1 16S 
GAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTCGGCCTGCCGGCGAGTGGCG 
AACGGGTGAGTAATGCATCGGAACGTGCCCATGTCGTGGGGGATAACGTATCGAAAGGTACGCTAATACC 
GCATACGTCCTGAGGGAGAAAGCGGGGGATTCTTCGGAACCTCGCGCGATTGGAGCGGCCGATGTCGGAT 
TAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAAC 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


CCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAAT 
CGCGCACTCTAACATAGTGTGTGGATGACGGTACCGGAC TAAGAAGCACCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGT 
AAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTGTGACTGCAAGGCTAGAGTACGGCAG 
AGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAG 
CCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGCAGCTAACGCGTGAA 
GTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGGCGG 
TGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAACCTTGCT 
GAGAGGCGRGAGGTGCCTTCGGGAGCCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCACTAGTTGCCATCATTTGGTTGGGCACTCTAG 
TGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGG 
CTTCACACGTCATACAATGGTCGGTACAGARGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAAAAAGCC 
GATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGC 
ATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAG 
AAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTATCGGAAG 


>gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus strain MF63 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGT 
GGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCATGGGGGATAACTACGCGAAAGCGTAGCTAAT 
ACCGCATACGCCCTGAGGGGGAAAGCGGGGGATCGCAAGACCTCGCGTGATTGGAGCGGCCGATGTCGGA 
TTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAA 
CCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGACGGAAAGAAA 
TCGGGTGGGTGAATAGTCTGCCTGGATGACGGTACTGTCAGAAGAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTG 
TAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGCACAGCTAGAGTACGGCA 
GAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCA 
GCCCCCTGGGCCGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGAGGTAACTCACTGAGTGACGCAGCTAACGCGTGA 
AGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCTGGAATCCTTGA 
GAGATCAGGGAGTGCCTTCGGGAGCCAGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTAAGTTGGGCACTTTAGC 
GAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGC 
TTCACACGTCATACAATGGTCGGTACAGAGGGCTGCCAAAGCGCGAGCTGGAGCCAATCCCTTAAAGCCG 
ATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCA 
TGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGA 
AGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAA 
GGTACCGTATCGGAAAGTGC 


>gi|219857381|ref|NR_024969.1| Legionella waltersii strain 2074-AUS-E 16S ribosomal RNA, partial sequence 
ATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACGTTCTAGCTT 
GCTAGACTGGTGGCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTGAAGTGGGGGACAACTT 
GGGGAAACTCAAGCTAATACCGCATAATATCTAAGGATGAAAGCTGGGGACCTTCGGGCCTGGCGCTTTA 
AGATTAGCCTGCGTACGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGTTAGCTGGTC 
TGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCA 
CTTTCAGTGGGGAGGAGGATTGATAGGTTAAGAGCTAATTAATTGGACGTTACCCACAGAAGAAGCACCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAG 
GGTGCGTAGGTGGTTTGGTAAGTTATCTGTGAAATTCCTGGGCTTAACCTGGGACGGTCAGATGATACTG 
CTGAACTCGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGA 
ACACCAGTGGCGAAGGCGGCTACCTGGCCCAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCTGTTGGTTATATGAATATAATTAGT 
GGCGCAGCAAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGA 
CATACAGTGAATTTTGCAGAGATGCATTAGTGCCTTCGGGAACACTGATACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTCCTAGTTGCCAGCAC 
GTAAAGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAGTCATC 
ATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGATACAGAGGGCGGCGAAGGGGTGACCTG 
GAGCAAATCCTAGAAAGTCGGTCGTAGTCCGGATTGGAGTCTGCAACTCAGACTCCATGAAGTCGGAATC 
GCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGCTGCACCAGAAGTAGATAGTCTAACCTTCGGGAGGA 


>gi|219857380|ref|NR_024968.1| Legionella beliardensis strain Montbeliard Al 16S ribosomal RNA, partial 
sequence 

AGAGTTGGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAACAGGG 
TCTAGCTTGCTAGACTGCTGGCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTAAAGAGTGG 
GACAACTTGGGGAAACTCAAGCTAATACCGCATAATTTCTGAGGAAAAAAGCTGGGGACCTTCGGGCCTG 
GCGCTTTAAGATTAGCCTGCGTCCGATTAGCTAGTTGGTGGGGTAAAGGCTTACCAAGGCGACGATCGGT 
AGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTT 


GTAAAGCACTTTCAGTGGGGAGGAGTGGAGTTTAGGTTAAGAGCTAGAACTTCGGACGTTACCCACAGAA 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGGGTGCGTAGGTGGTCTGATAAGTTAGCTGTGAAATTCCTGGGCTTAACCTGGGGTGGTCAG 
CTAAGACTGTTAGACTGGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGA 
TCGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCAACTAGCTGTTGGTCATATGAAT 
GTGATTAGTGGCGCAGCAAACGCGGTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TACCCTTGACATACAGTGAAACCAGCAGAGATGCCGGTGTGCCGCAAGGAACACTGATACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTTCTTAGT 
TACCAGCACGTAAAGGTGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGT 
CAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAGG 
GGCGACCTGGAGCAAATCCTTTAAAGCTGGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAA 
GTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGTCTAACCTTCGGGGGACGTTTACCACGGTGT 


>gi|219857379|ref|NR_024967.1| Sporobacterium olearium strain SR1 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGCATTTACAGCA 
GAGTTTTCGGACAAAGCAGTAAATGACTTAGTGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCTTAT 
ACAGGGGGATAACAGCCGGAAACGGCTGCTAATACCGCATGAGCACACAGTACCGCATGGTACCGGGTGA 
AAAGATTGTATCGGTATAAGATGGGCCCGCGTCTGATTAGCTAGTTGGTGGGGCAGAGGCCTACCAAGGC 
GACGATCAGTAGCCGGCTTGAGAGAGTGACCGGCCACATTGGGACTGAGACACGGCCCAGANTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGG 
TTTTCGGATCGTAAACTTCTATCAGCAAGGAAGATAATGACGGTACTTGACTAAGAAGCCCCGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGT 
AGGTGGCGATGTAAGTCAAATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTTGAAACTATGTTGCT 
GGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAG 
TGGCGAAGGCGGCTTACTGGACTGTAACTGACATTGAAGCTTGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCGGGGAGCAAAGCTCTTCGGTGCCGGAGC 
AAACGCATTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGTCTTGACATCCTTC 
TGACCGTCCCGTAACAGGGGCTTTCCTTCGGGACAGAAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAAGAAAGATG 
GGCACTCTAGGGAGACTGCCAGGGATAACCTGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTT 
ATGATCAGGGCTACACACGTGCTACAATGGCGTAAACAAAGAGAGGCAAAGCCGTGAGGTGGAGCGAACC 
TCAGAAATAACGTCTCAGTTCGGATTGTAGTTTGCCACCCGACTACATGAAGCTGGAATCGCTAGTAATN 
GCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCA 
GTAACGCCCGAAGTCAGTGACCCAACCTTTCAGGAGGGAGCTGCCGAAGGCGGGATTGATAACTGGGGTG 
AANTCGTAACAAGGTANCCGTATCGGAAGGTGCGGCTGGAT 


>gi|219857373|ref|NR_024961.1| Alkalispirillum mobile strain DSM 12769 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAGCGGCAGCAGCAGGAGCTTGCTCCTGGCTGGC 
GAGCGGCGGACGGGTGAGTAACGCGTGGGAATCTGCCCTTCGGTGGGGGATAGCCCGGGGAAACTCGGAT 
TAATACCGCATACGCCCTACGGGGCAAAGTGGCCCTCTGATTCAAGGTCACGCCGAAGGATGAGCCCGCG 
TCCGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTTTGAGAGGATGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGG 
CGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGCAGGGA 
GGAAAAGCTTACGGTTAATACCCGTGAGTCTTGACGTTACCTGCAGAAGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGG 
TTCGATAAGTCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATCCGATACTGTCGGGCTAGAGTC 
TGGTAGAGGGAAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGA 
AGGCGACTTCCTGGACCAAGACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGAACTAGCCGTTGGGCTCATTTATGGGCTTAGTGGCGCAGCTAACG 
CATTAAGTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGCCCTTGACATCCTCGGAACCA 
GCCAGAGATGGCTGGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTGAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCGATTCGGTCGGGAACT 
CTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCATATGGGC 
AGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAA 
AGCCGGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCAGAT 
CAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGC 
ACCAGAAGCAGGTAGTCTAACCTTCGGGAGGGCGCCTGCCACGGTGTGGTCGATGACTGGGGTG 


>gi|219857372|ref|NR_024960.1| Thermohalobacter berrensis strain CTT3 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGCTTGCCACATGA 
AGCCTTCGGGCTGATTGAGGTTAAGCTTAGCGGCGGACGGGTGAGTAACGCGTGGGAAACCTACCCTATG 
CAGGGGGATAACCTCGGGAAACTGAGGCTAATACCCCATAATGCTTAAGCTTCGCATGTAGCTTAAGTCA 
AAGCTCCGGCGGCATAGGATGGTCCCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGA 
CGATGGGTAGCCGGCCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGTGATGAAGGCC 
TTCGGGTCGTAAAACCCTGTCCTAAGGGAAGAATTTTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGGGCGTA 


GGCGGCCCTGCAAGTCAGGTGTGAAAGCCCTCGGCTCAACCGAGGTAAGCACTTGAAACTGCAGGGCTTG 
AGCACGGGAGAGGAGAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACGTCAGTG 
GCGAAGGCGGCTCTCTGGACCGTTGCTGACGCTGAGGCCCGAAAGCGTGGGGAGCGAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGTCTTAAATGGCTTCGGTGCTGCAGCT 
AACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCG 
CACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCG 
GACAGTCCTAGAGATAGGACCTTCCCTTCGGGGACTGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACTCTTAGTTGCCATCAGGTTATGC 
TGGGCACTCTAGGAGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGCCCTGGGCTACACACGTGCTACAATGGCTGGTACAATGGGTTGCGAACCCGCAAGGGGGAGCTAA 
TCCCTAAAAGCCAGTTTCAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCCGGAGTTGCTAGTAA 
TCGCGGATCAGAATGCCGTGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGC 
TGGCAACACCCGAAGTCAGTGAGCTAACCCTTTTGGGAGGCAGCTGCCGAAGGTGGGGCTGGTGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCC 


>gi|219857371|ref|NR_024959.1| Gluconacetobacter johannae strain CFN-Cf£55 16S ribosomal RNA, partial 
sequence 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGGGGTTAGTGGCGGACGGGTG 
AGTAACGCGTAGGGATCTGTCCATGGGTGGGGGATAACCTCGGGAAACTGAGGCTAATACCGCATGACAC 
CTGAGGGTCAAAGGCGTAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGCTAGTTGGTGGGGTAAAGGC 
CTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCTGATCCAGCAATGCCGCGTGTG 
TGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCC 
CGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAA 
AGGGCGCGTAGGCGGTTTGGACAGTCAGATGTGAAATTCCTGGGCTTAACCTGGGGGCTGCATTTGATAC 
GTATAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAA 
GAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTGAGGCGCGAAAGGGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTGGCTTAGCCACTCAG 
TGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTG 
ACATGGGGAGGCTGTGAGCAGAGATGTTCATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAG 
CATGTTTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTATGTCCTGGGC TACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGCAGCGAT 
GCCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGTTGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCAGCAATGGGGCGCAGCCGACCACGGTCGGGT 
CAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi strain VKM Ac-942 16S ribosomal RNA, partial 
sequence 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGT 
ACACGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCGGGGAAACC 
CGGTCTAATACCGGATAGGACACCCTTCCGCATGGTGGGGTGTGGAAAGTTTTTCGGTCAGGGATGGACT 
CGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGC 
GACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAA 
TGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCA 
CTCACGCAGGCCGGGGGTTTTCTCCCGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCG 
TGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGTTTTGCAGTGGATACGGGCATGCTAGAGGTAG 
GTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG 
GCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTCTCCGTGCCGCAGCTAACGCA 
TTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCGGTAATCC 
CGCAGAGATGCGGGGTCCTTTTGGGATCGGTGACATGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCA 
TGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTG 
GGCTGCAAACATGCTACAATGGCCGGTACAATGGGCGTGCGATACCGTGAGGTGGAGCGAATCCCTAAAA 
GCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATC 
AGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACA 
CCCGAAACTTGTGGCCTAACCCTTCGGGGAGGGAGCGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTC 
GTAA 


>gi|219857369|ref|NR_024957.1| Nocardiopsis tropica strain VKM Ac-1457 16S ribosomal RNA, partial 
sequence 

CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGGTACACGAGCGGCGAACGG 
GTGAGTAACACGTGAGCAACTTGCCCCCGACTCTGGGATAAGCGGTGGAGACGCCGTCTAATACCGGATA 
GGACACACCGCCTCATGGCGGTGTGTGGAAAGTTTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTG 
TTGGTGGGGTGACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACG 
CAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCCCAG 
TTCTCTGGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 


TAGGGTCCGAGCGTCGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGA 
AAGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAAT 
TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTT 
ACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAAC 
GTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCT 
TAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCGCCCGTGGACCTGTAGAGATACAGGGTC 
ATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCCTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCCTGTTCCATGTTGCCAGCACGTNATGGTGGGGACTCATAGGAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTA 
CAATGGCCGGTACAATGGGCGTGCGAGACCGCAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGCC 
TAACCCCTTCGGGGAGGGAATGAGTGAAGGTGGGGCTGGCGATTGGGACGAA 


>gi|219857368|ref|NR_024956.1| Xylanimicrobium pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCG 
AACGGGTGAGTAACACGTGAGCAACCTGCCCTCCACTTCGGGATAAGCCTTGGAAACGGGGTCTAATACC 
GGATATGAGCGCCTGCCGCATGGTGGGTGTTGGAAAGTTTTTCGGTGGGGGATGGGCTCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGGTGTGAAATCCCGAG 
GCTCAACTTCGGGCTTGCATCGGGTACGGGCGGACTAGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTTACTGACGC 
TGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCAC 
TAGGTGTGGGGGCCATTCCACGGTTCCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAAAGTGCAGAGATGTGCTCCCCGTAAGGT 
CGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGG 
TACAGAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTG 
CAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCCATGGCCCAACCCTTTGG 
GGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219857367|ref|NR_024955.1| Caloramator coolhaasii strain Z 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGGGGATAGGAGCTTGCTTCTTGAACCTTA 
GCGGCGGACGGGTGAGTAACACGTGGGTAATCTGCCCTTGAGAGGGGGATAACAGGTCGAAAGGCCTGCT 
AATACCGCATAACGCTAAGATGCTGCATGGCGTCTTAGCCAAAGGTTAATTCCGCTCAAGGATGAGCCCG 
CGGCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGGGTAGCCGGCCTGAGAGGGTGG 
TCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGG 
GGGAAACCGCATGACGCAGCGACGCCGCGGGAGAGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCCC 
TGACGATAATGAGGGTAAGGGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGCTCTTTAAGTGGGATGTGAAAT 
CCCTAGGCTCAACCTAGGAACTGCATTCCAAACTGGAGAGC TAGAGTGCAGGAGAGGAAAGCGGAATTCC 
CAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAAC 
TGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGAT 
GGGTACTAGGTGTAGGGGGCGAAGCCCTCTGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGTA 
CGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACCGAACCCTGTGGAAACACGGGGGTGCCCTTC 
GGGGAACGGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTGCCTTTAGTTGCCAGCAATTCGGTTGGGCACTCTAGAGGGACTGCCTGGGTTAA 
CCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTCTGGGCTACACACGTGCTACAAT 
GGCCGGTACAAAGAGAAGCAAGTCCGCGAGGAGGAGCCAATCTCAAAAACCGGTCCCAGTTCGGATTGTA 
GGCTGCAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCCGGCAACACCCGAAGCCAGTGGGCTAACCCG 
CAAGGGAGGCAGCTGTCGAAGGTGGGGCTGGTGATTGGGGTGAAGTNGTAACAA 


>gi|219857366|ref|NR_024954.1| Arthrobacter chlorophenolicus strain A-6 16S ribosomal RNA, partial 
sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCAGCTTGCTGGTGGATTAGTGG 
CGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGGATATGACTGATCATCGCATGGTGGTTGGTGGAAAGCTTTTGCGGTTTTGGATGGACTCGCGGCCTA 
TCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAG 
CCGCAAGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGT 
CCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTATAGTGATGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGAAATGCGCACATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACT 


GACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTG 
GGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAACGCCTGGAAACAGGTGCCCCAC 
TTGTGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
GGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAAC 
CCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAA 


>gi|219857365|ref|NR_024953.1| Streptomyces yeochonensis strain CN 732 16S ribosomal RNA, partial 
sequence 
GCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGT 
GAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACG 
ACCTGTCCTCGCATGGGGACGGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGT 
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGC 
AGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGA 
CGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTT 
GTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCGGATGTGAAAGCCCGGGGCTTAA 
CTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGT 
GAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGA 
GCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTG 
TGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAAC 
GCGAAGAACCTTACCAAGGCTTGACATACACCAGAAAGCTCTGGAGACAGAGCCCCCCTTGTGGTTGGTG 
TACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTCCTGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACAGGAGACCGCCGGGGTCAACTCGG 
AGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCG 
GTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCT 
GCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGCGGCCTAACCCCTTG 
TGGGAGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 
TGCGGCTGGATCACCTCCT 


>gi|219857364|ref|NR_024952.1| Slackia exigua strain ATCC 700122 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGGTTAAGGCCCCCTTTAGGGGGCGCATAGA 
GTGGCGAACGGGTGAGTAACACGTGACCAACCCGCCCCCCCCACCGGGACAACCTCGGGAAACCGAGGCT 
AATACCGGATACGCCGGGGCCCCCGCATGGGGGCCCCGGGAAAGCCTTGGCGGGAGGGGACGGGGTCGCG 
GCCCATCAGGTAGACGGCGGGGCGAAGGCCCGCCGTGCCGACGACGGGTAGCCGGGCTGAGAGGCCGATC 
GGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGG 
GGGAACCCTGACGCAGCGACGCCGCGTGCGGGAAGGAGGCCTTCGGGTCGTAAACCGCTTTCAGCAGGGA 
AGAAGCCTGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
GGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGCAGGCGGCCCGCCAAGCGGCCTCGTCGAAGC 
CGGGGGCTCAACCCCCGGAAGCGACCCGAACTGGCGGGCTCGAGTGGGGCAGGGGAGGATGGAATTCCCG 
GTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGACGGCGAAGGCAGCCCTCTGGGCCTTCACTG 
ACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCCAGCCGTAAACGATGG 
GCGCTAGGTGCGGGGGGACACGACCCTCCGTGCCGCAGCCAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCG 
AAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCGGGTGAAGCGGCGGAGACGCCGTGGCCGGAAGGA 
GCCCGCGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCCCGCCGCATGTTGCCAGCATTCAGTTGGGCACTCATGCGGGACCGCCGGCGCCAAGCCGGAGG 
AAGGCGGGGACGACGTCAAGTCATCATGCCCCCCATGCCCTGGGCCGCACACGTGCTACAATGGCCGGCA 
CAGCGGGCAGCGGACCCGCGAGGGCGAGCGAATCCCTTAAAGCCGGCCCCAGTTCGGATCGGAGGCTGCA 
ACCCGCCTCCGTGAAGCCGGAGTTGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATGCGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCACCCGAGTCGTCTGCACCCGAAGCCGCCGGCCCAACCCGCAAGGGG 
GGGAGGCGTCGAAGGTGTGGAGGGTGAGGGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219857363|ref|NR_024951.1| Pseudomonas thivervalensis strain SBK26 16S ribosomal RNA, partial 
sequence 
GTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGGTGC 
TTGCACCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCT 
CGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCA 
GATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCT 
GAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCAC 
TTTAAGTTGGAGGAAGGGCATTAACCTAATACGTTGGTGTCTTGACGTTACCGACAGAATAAGCACCGGC 
TAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CGCGTAGGTGGTTCGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGTC 
GAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAAC 
ACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGA 


TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGC 
GCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACAT 
CCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTA 
ATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAG 
CTAATCCCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTA 
GTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGCACCAGAAGTAGCTAGTCTA 


>gi|219857362|ref|NR_024950.1| Pseudomonas brassicacearum strain DBK11 16S ribosomal RNA, partial 
sequence 
GTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGGTGC 
TTGCACCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCT 
CGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCA 
GATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCT 
GAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCAC 
TTTAAGTTGGAGGAAGGGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACAGAATAAGCACCGGC 
TAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CGCGTAGGTGGTTCGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGTC 
GAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAAC 
ACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGC 
GCACGTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGACGATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACAT 
CCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTT 
ATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAG 
CTAATCCCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTA 
GTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGCACCAGAAGTAGCTAGTCTAACTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGG 
GGT 


>gi|219857361|ref|NR_024949.1| Desulfotalea arctica strain LSv514 16S ribosomal RNA, partial sequence 
TGATCMTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAACGAGTTCTTCG 
GAACTTTAGTAGAGTGGCGCACGGGTGAGTAACGCGTAAGTAATCTACCCTGATATCTGGGATAACAATT 
CGAAAGGATTGCTAATACCGGATACGTTGATTTATCAAGAAAGATGGCCTCTTCATGAAAGCTATTGTAT 
CGGGAGGAGCTTGCGTACCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGGTTAGCGGG 
TCTGAGAGGATGATCCGCCACACTGGAACTGAAACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGA 
ATATTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGGATGATGAAGGCTTTCGGGTCGTAAAA 
TCCTGTCAGATGGGAAGAAATGATTCATGGTTAATACCTATGTTTTTTGACGGTACCATCAAAGGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTA 
AAGCGCGCGTAGGCGGCTTTTTAAGTCAGATGTGAAAGTCCTCGGCTCAACCGAGGGAAGTGCATTTGAA 
ACTGGGGAGCTTGAGTACTGGAGGGGATGGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGG 
AGGAATACCGGTGGCGAAGGCGACCATCTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGGTGTTGGAGTGGTTAATCGCTT 
CATTGCCGGAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTC 
TTGACATCCCGAGAAGTTTGTGGAAACACGAACGTGCCTCTTGAGGAACTCGGTGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTTTAGTTGC 
CATCATTAAGTTGGGCACTCTAAAGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCTTTATGACCAGGGCTACACACGTACTACAATGGCATAGACAAAGGGCAGCGACATCGCGA 
GGTGAAGCGAATCCCATAAACTATGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGA 
ATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGGGAGTTGGTTGTACCAGAAGCAGTTGAGCTAACTCTTCGGAGAGGCAGGCTGCCAAGGTATGGC 
TGGTAACTGGGGTGAA 


>gi|219857360|ref|NR_024948.1| Campylobacter hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal 
RNA, partial sequence 
GGCGGCGTGCCTAATACATGCAAGTCGAACGGACAAGTAAGAGCTTGCTCTTATGAGTTAGTGGCGCACG 
GGTGAGTAATGTATAGTTAATCTGCCCTACACTGGAGGACAACAGTTAGAAATGACTGCTAATACTCCAT 
ACTCCTTCTTAGCACAAGTTAAGTCGGGAAAGTTTTTTCGGTGTAGGATGAGACTATATTGTATCAGCTA 
GTTGGTAAGGTAATGGCTTACCAAGGCTATGACGCATAACTGGTCTGAGAGGATGATCAGTCACACTGGA 
ACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAA 
GCAGCAACGCCGCGTGGAGGATGACACTTTTCGGAGCGTAAACTCCTTTTGTTAGGGAAGAATAATGACG 
GTACCTAACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAC 
TCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAAGTCTTTTGTGAAATCTAATGGCTTAACC 
ATTAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGATGGAACTGGTGGTGTAGGGGTAA 
AATCCGTAGAGATCACCAAGAATACCCATTGCGAAGGCGATCTGCTAGAACTCAACTGACGCTAATGCGT 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCATACTCGTTGTT 


GCTCTGCTAGTCAGGGCAGTAATTCAGCTAACGCATTAAGTATGCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAGGATACGCGA 
AGAACCTTACCTGGGCTTGATATCCTAAGAACCTCTTAGAGATAAGAGGGTGCTAGCTTGCTAGAACTTA 
GAGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCA 
ACCCACGTATTTAGTTGCTAACAGTTTGGCTGAGCACTCTAAATATACTGCCTTCGTAAGGAGGAGGAAG 
GTGTGGACGACGTCAAGTCATCATGGCCCTTATGCCCAGGGCGACACACGTGCTACAATGGCATATACAA 
TGAGACGCAATATCGCGAGNTGGAGCAAATCTATAAAATATGTCCCAGTTCGGATTGTTCTCTGCAACTC 
GAGAGCATGAAGCCGGAATCGCTAGTAATCGTAGATCAGCCATGCTACGGTGAATACGTTCCCGGGTCTT 
GTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACTCGAAGCCCAAATACCAAACTGGTTATGGTCC 
ACAGTGGAATCAGCGACTG 


>gi|219857359|ref|NR_024947.1| Desulfotomaculum alkaliphilum strain $1 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCNTAANACATGCAAGTCGAACGGAAGTTTTC 
GGACAGAACCGGTAACATCTTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTGCCTATCAGACCGGG 
ACAACTCTGGGAAACCGGAGCTAATACCGGATACAATTATATAGGCGCATACTATATAGAAGAAAGGGTT 
ACCGCTGATAGATAGGCCCGCGTCCNATTAGCTAGTTGGAGGTGTAACGGACCCCCAAGGCAACGATGGG 
TAGCCGGCCTGAGAGGGCGATCGGCCACACTGGAACTGAGATACGGTGCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGGGAGGAATGCTTCGGGTA 
GTAAACCTCTGTYCTATGGGAAGAAGNAAGTGACGGTACCATAGGAGTAAGCCCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAACACGTAGGGGGNAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGT 
TGATTAAGTTAGAGGTGAAAGCCCAGGGGTTAACCTTGGGATTGCCTCNNAAACTGGTTAACTTGAGTGC 
AGGAGAGGGAAGTAGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCGGTGGCGAA 
GGCGGCTTCCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAGNGCTAGGTGTTGGAGGGATCGACCCCTTCAGTGCCGTAGTTAACGC 
GCTAAGCNCTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTTNNCCCGT 
CCTNGAGATAGGACCTTCTCTTGGAGACAAAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCGTTAGTTGCCATCACGTAAAGGTGGGCGCT 
CTAGCGGAACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCC 
TGGGCTACACACGTGCTACAATGGCCTNTCCCGAGGGAAGCGAAACCGCGATGCGAAGCAAATCCCAGAA 
AGCAGGTCTTAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGYRGRT 
CAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGACANCA 
CCCGAAGCCGGTGGGCTAACCTTTAAAGGAGGCAGCCGTCGAAGGTGGGGTCGGTGATTGGGGTGAAGTC 
GTAACAAGGTAGCCGTATCGGAAGGTGCGGCT 


>gi|219857358|ref|NR_024946.1| Pseudomonas fragi strain ATCC 4973 16S ribosomal RNA, partial sequence 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTC 
TTGAGAGCGGCGGACGGGTGAGTAATACCTAGGAATCTGCCTGATAGTGGGGGATAACGTTCGGAAACGG 
ACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCT 
AGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCCGTAACTGGTCTGAGAGGATG 
ATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTG 
GGAGGAAGGGCATTAACCTAATACGTTGGTGTCTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTG 
TGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGG 
TGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGA 
GTATGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGG 
CGAAGGCGACTACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGTCTTGAACTCTTAGTGGCGCAGCTAA 
CGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAA 
CTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGG 
CACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GGCCTGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCC 
ATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGT 
GAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT 
TGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATG 


>gi|219857357|ref|NR_024945.1| Clostridium gasigenes strain DSM 12272 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAGGAGTT 
CTTCGGAACGAATCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTTATAGAGGGGAATAGCC 
TTCCGAAAGGAAGATTAATACCGCATAACATTGCAGTTTCGCATGAAACAGCAATTAAAGGAGAAATCCG 
CTATAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATGCGTAGC 
CGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTA 
AAACTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATTTTTA 
AGTGAGGTGTGAAATACTCGGGCTCAACCCGAGAACTGCATTTCAAACTGGAAATCTAGAGTGCAGGAGA 
GGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGAC 
TTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGAATACTAGGTGTGGGGGTTGTCATGACCTCCGTGCCGCCGCTAACGCATTAAGT 
ATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGG 


AGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCGTAA 
TTGGGGAAGTGGCTTCGGCCACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAG 
ACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTAC 
ACACGTGCTACAATGGCAAGTACAAAGAGAAGCAAGACCGCGAGGTGGAGCCAAACTATAAAACTTGTCT 
CAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAATACCCAAAGTT 
CGTGAGCTAACCCGCAAGGGAGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGG 
TAGCCGTAGGAGA 


>gi|219857356|ref|NR_024944.1| Cupriavidus pauculus strain LMG 3413 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGCGGACTTCGGTCTGGCGGCGAGT 
GGCGAACGGGTGAGTAATACATCGGAACGTACCCTGTTGTGGGGGATAACTAGTCGAAAGATTAGCTAAT 
ACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGAAAGGCCTCGCGCAGCAGGAGCGGCCGATGTCTGA 
TTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAA 
CCMTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTMGGGTTGTAAAGCACTTTTGTCCGGAAAGAAA 
TTGCTCTGGCTAATACCTGGGGTAGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTG 
TAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTTGTGACTGCAAGGCTAGAGTGCGTCA 
GAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCA 
GCCCCCTGGGACGTGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTTCTCAGTAACGTAGCTAACGCGTGAAG 
TTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGA 
GATGCATTAGGTGCCCGAAAGGGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCTACGCAAGAGCACTCTAGAGAGA 
CTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCA 
CACGTCATACAATGGTGCGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACGCATCG 
TAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCC 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTA 
GTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCATGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTATCGGAAGG 


>gi|219857355|ref|NR_024943.1| Peredibacter starrii strain A3.12 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGTGAAAAGGGGCAACCCTTAGTAAAGTGGC 
GCACGGGTGAGTAACACGTAGGTAATCTGCCTTTCAGTGGGGAATAACTTAGGGAAACCTGAGCTAATGC 
CGCATACGTTAGTAATAAGAAAGTGGGCGCCGCAAGGGCTCATGCTGAAAGAAGGGCCTGCGGCCTATTA 
GCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATAGGTATCCGGTCTGAGAGGATGATCGGACACAC 
TGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCC 
TGACGCAGCAACGCCGCGTGAGTGAGGAAGGTCTTCGGATTGTAAAACTCTTTTTTTAGGGAAAAATGAT 
TACAGAGCTAATACCCTGTAAAGTGATGGTACCTAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCC 
GCGGTAATACGAAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGCGCAGGCGGATCAGCAA 
GTCAGATGTGAAATCTCGAAGCTCAACTTCGAAACTGCGTCTGAAACTGCTAGTCTAGAATGTCGGAGGG 
GGCAGGGGAATTTCACGTGTAGGGGTAAAATCCGTAGAGATGTGAAGGAACACCGGAGGCGAAGGCGCCT 
GCCTGGACGACTATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAATACTAGTTATTGGGGGTATTGACTCCTTCAGTGACGCAGCTAACGCATTAAGT 
ATTCCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAACAAATTGACGGGGGCCCGCACAAGCGGTGG 
ATTATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTAGGCTTGAACTCCTACGAACCCGTTGTAA 
TGGACGGGGTGCCCGCAAGGGAATGTAGTGAGAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAAT 
GTTGGGTTAAGTCTCGCAACGAGCGCAACCCCTATCGTCTGTTGCCAGCATTAAGTTGGGCACTCTGACG 
AGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCTAGGGCT 
ACACACGTAATACAATGGCGCGTACAGAGGGAAGCGAACTCGCAAGGGGGAGCAAATCTCAAAAAGCGCG 
CCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGGAGATCAGCAC 
GCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGTTTTCATTTTAA 
GACGTGACTCTAACCGCAAGGGGGAGAGCGTCTACAGTGGGAGCGATGACTGGGGTG 


>gi|219857354|ref|NR_024942.1| Friedmanniella capsulata strain Ben 108 16S ribosomal RNA, partial 
sequence 
TTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCCTTCG 
GGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTGACTCTGGAATAACAGTTGG 
AAACAGCTGCTAATACTGGATATTCATCGTTCCCTTCCTGGGGGGTGGTGGAAAGCTCCGGCGGTCAGGG 
ATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTG 
AGAGGGCGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCT 
TTCAGTAGGGACGAAGGGTGACTGACGGTACCTACAGAAGAAGGACCGGCTAACTACGTGCCAGCAGCCG 
CGGTGATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTCCGTCCCG 
TCAGAAGTGAAAACTCAGGGCTTAACCCTGAGCCTGCTTTTGATACGGGCGGACTAGAGGGATGCAGGGG 
AGGACGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGTTC 
TCTGGGCATTACCTGACGCTGAAAAACGAAAGCGTTGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCA 
CCCCGTAAACGGTGGGCACTAAGTGTTGGGGACATTCCACGTTCTCCGTGCCGAAGCTAACGCATTAAGT 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATGCCGGAAAGCTGCAGA 


GATGTAGCCCCCGCAAGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCGGATAATGCCGGGGACTCATAGGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAAGTCCAGGGCTTCA 
CGCATGCTACAATGGCTGGTACAAAGGGCTGCGATACCGCAAGGTGGAGCCAATCCCAAAAAGCCAGTCT 
CAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGC 
CGGTGGCCCAACCCTTGGGAGGGAGCCGTCTAAGGTGGGACTGGCGATTAGGACTAAGTCGTAACAAGGT 
AGCCGTA 


>gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis strain SCH-89 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGATATAGTGG 
CAGACGGGTGAGTAACGCGTGGGAACGTACCTTTCACTACGGAATAGCTCTTGGAAACGAGTGGTAATAC 
CGTATACGCCCTCCGGGGGAAAGATTTATCGGTGAAAGATCGGCCCGCGTTAGATTAGCTAGTTGGTAGG 
GTAATGGCCTACCAAGGCGACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCCATG 
CCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGCTAGGGATGATAATGACAGTACCTAGTA 
AAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTAC 
TGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGTGTGAAATCCCAGGGCTCAACCCTGGAACTGC 
ATTTGAAACTGGAAGTCTAGAGACCAGGAGAGGTTAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGA 
TATTCGGTGGAACACCAGTGGCGAAGGCGGCTAACTGGACTGGTACTGACGCTGAGGTGCGAAAGTGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAGAGCTAGTTGTTGGCAGGCATG 
CCTGTCAGTGACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
GAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACC 
TACCCTTGACATGTCCAGTATGGTTTCCAGAGATGGATCCCTTCAGTTAGGCTGGCTGGAACACAGGTRC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCT 
TAGTTGCCATCACGTTTGGGTGGGCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGCCCTTACGGGTAGGGC TACACACGTGCTACAATGGCAGTGACAATGGGATAAT 
CCCCAAAAACTGTCTCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGGTGGAATCGCTAGTAATC 
GTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCG 


>gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii strain VP-6 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGATATAGTGG 
CAGACGGGTGAGTAACGCGTGGGAACGTACCTTTCACTACGGAATAGCTCTGGGAAACTGGTGGTAATAC 
CGTATACGCCCTTAGGGGGAAAGATTTATCGGTGAAAGATCGGCCCGCGTTGGATTAGCTAGTTGGTGAG 
GTAATGGCTCACAAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCCATG 
CCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGTCAGGGATGATAATGACCGTACCTGAAG 
AAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTAC 
TGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGTGTGAAATCCCGAGGCTCAACCTCGGAACTGC 
ATTTGAAACTGGAAGTCTGGAGATCAGGAGAGGTTAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGA 
TATTCGGTGGAACACCAGTGGCGAAGGCGGCTAACTGGACTGATACTGACGCTGAGGTGCCAAAGTGTGG 
GGAGCAAACAGGATTAGATCCCTGGTAGTCCACACCGTAAACGATGACAGCTAGTTGTTGGCAGGCATGC 
CTGTCGGTGACCCAGTTAACACATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAG 
AAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCT 
ACCCTTGACATGTCTAGTATGGTTTCCGGAGACGGATTCCTTCAGTTCGGCTGGCTAGAACACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTT 
AGTTGCCATCACGTTTGGGTGGGCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATGA 
CGTCAAGTCCTCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGTGACAATGGGATAATC 
CCAAAAAGCTGTCTCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGGTGGAATCGCTAGTAATCG 
TGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCCCATCATGGGAATTGG 
TTCTACCCGAAGATCGTGCGCTAA 


>gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana strain VP-5 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGATATAGTGG 
CAGACGGGTGAGTAACGCGTGGGAACGTACCTTTCACTACGGAATAGCTCTGGGAAACTGGTGGGAATAC 
CGTATACGCCCTTAGGGGGAAAGATTTATCGGNGAAAGATCGGCCCGCGTTGGATTAGCTAGTTGGTGAG 
GTAATGGCTCACAAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCCATG 
CCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGTCAGGGATGATAATGACCGTACCTGAAG 
AAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTAC 
TGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGTGTGAAATCCCGAGGCTCAACCTCGGAACTGC 
ATTTGAAACTGGAAGTCTGGAGATCAGGAGAGGTTAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGA 
TATTCGGTGGAACACCAGTGGCGAAGGCGGCTAACTGGACTGATACTGACGCTGAGGTGCGAAAGTGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAGAGCTAGTTGTTGGCAGGCATG 
CCTGTCGGTGACGCAGCTAACACATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
GAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACC 
TACCCTTGACATGTCTAGTATGGTTTCCGGAGACGGATTCCTTCAGTTCGGCTGGCTAGAACACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCT 
TAGTTGCCATCACGTTTGGGTGGGCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGTGACAATGGGATAAT 
CCCAAAAAGCTGTCTCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGGTGGAATCGCTAGTAATC 
GTGGATCAGCATGCCACGGTCAATACGTTCCCGGGCCTTGTACACACCAAAAGTCACATCATGGGAATTG 
GTTC 


>gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii strain MHS-2 16S ribosomal RNA, partial sequence 


TCGAACGATATAGTGGCAGACGGGTGAGTAACGCGTGGAAACGTACCTTTCACTACGGAATAGCACTTGG 
AAACGAGTGGTAATACCGTATACGCCCTCCGGGGGAAAGATTTATCGGTGAAAGATCGGTCCGCGTTAGA 
TTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATCTATAGCTGGTCTGAGAGGATGATCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAA 
GCCTGATGCAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGCTAGGGATGATA 
ATGACAGTACCTAGTAAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAG 
CGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTATTAAGTCAGATGTGAAATCCCAGGGC 
TCAACCCTGGAACTGCATTTGAAACTGGTAGTCTAGAGACCAGGAGAGGTTAGCGGAATACCGAGTGTAG 
AGGTGAAATTCGTAGATATTCGGTGGAACACCAGTGGCGAAGGCGGCTAACTGGACTGGTACTGACGCTG 
AGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAGAGCTA 
GTTGTTGGCAGGCATGCCTGTCAGTGACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGC 
AAGGTTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGCAGAACCTTACCTACCCTTGACATACCGATCGCGGTTTCCAGAGATGGATTCCTTCAGTTAGGCTG 
GATCGGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCATCCTTAGTTGCCATCACGTTTGGGTGGGCACTCTAAGGAAACTGCCGGTGGCAAGCCG 
GAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCA 
GTGACAATGGGATAATCCCCAAAAACTGTCTCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGGT 
GGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACATCATGGGAATTGGTTCTACCCGAAGATCGTGTGCTAA 


>gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens strain MHS-3 16S ribosomal RNA, partial sequence 


AGAGTTTGATTCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGACATAGTGG 
CAGACGGGTGAGTAACGCGTGGGAACGTACCTTTCGCTACGGAATAGCTCTTGGAAACGAGTGGTAATAC 
CGTATACGCCCTTCGGGGGAAAGATTTATCGGCGAAAGATCGGCCCGCGTTAGATTAGGTAGTTGGTGGG 
GTAATGGCCTACCAAGACTACGATCTATAGCTGGGCTGAGAGGATGATCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCCATG 
CCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGCTAGGGATGATAATGACAGTACCTAGTA 
AAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTAC 
TGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGATGTGAAATCCCGGGGCTCAACCTCGGAACTGC 
ATTTGAAACTGGAAGTCTGGAGTTCAGGAGAGGTTAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGA 
TATTCGGTGGAACACCAGTGGCGAAGGCGGCTAACTGGACTGATACTGACGCTGAGGTGCGAAAGTGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGACAGCTAGTTGTTGGCAGGCATG 
CCTGTCGGTGACGCAGCTAACGCATTAAGCTGTCCGCCTGGGGAGTACGGCCGCAAGGGTAAAACTCAAA 
GAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACC 
TACCCTTGACATCCCGATCGCGGTTTCCAGAGATGGATTCCTTCAGTTAGGCTGGATCGGTGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGACATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCT 
TAGTTGCCATCACGTTTGGGTGGGCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGTGACAATGGGATAAT 
CCCAAAAAGCTGTCTCAGTTCAGATTGTCCTCTGCAACTCGAGGGCATGAAGGTGGAATCGCTAGTAATC 
GTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAATTG 
GCTC 


>gi|219857348|ref|NR_024936.1| Hydrogenophaga palleronii strain CCUG 20334 16S ribosomal RNA, partial 


sequence 
GAGTTTGATCCTGTCTCAGAGTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGCC 
GCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACGCA 
GCGAAAGCTGCGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGACCGTAAGGCCTCGCGCGATTG 
GAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCAACGATCTGTAGCTGGTCT 
GAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATT 
TTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGC 
TTTGGTACGGAACGAAAAGGCTCTGGTTAATACCTGGGGAACATGACGGTACCGTAAGAATAAGCACCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTTGTGACTGC 
AAGGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAA 
CACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTCTTCTGACTCAGTAAC 
GAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGGCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACAT 
GTACGGAATTTGCCAGAGATGGCTTAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAA 
GGGCACTCTAATGAGACTGCCGGTGACAAACCCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCT 
TATAGGTGGGGCTACACACGTCATACAATGGCCGGTACAAAGGGTCGCAAACCCGCGAGGGGGAGCTAAT 
CCATCAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAAT 
CGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCG 
GGTCTCGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCGGGGTTCGTGACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGGTGGA 


>gi|219857347|ref|NR_024935.1| Acidovorax facilis strain CCUG 2113 16S 
TTTGATCATGTCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTC 
GGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACGGAGCG 
AAAGCTTTGCTAATACCGCATACGATCTACGGATGAAAGCAGGGGACCGCAAGGCCTTGCGCGGACGGAG 


ribosomal RNA, partial sequence 


CGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAG 
AGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTG 
GACAATGGGCGAAAGGCTGATCCAGCCATGCCGCGTGAAGGATGAAGGCCTTCGGGTTGTAAACTGCTTT 
GGTACGGAACGAAAAGACTCCTTCTAATAAGGGGGGTCCATGACGGTACCGTAAGAATAAGCACCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTG 
CGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGTATA 
GCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACAC 
CCATGGCGAAGGCAATCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGGTGGGTCTTCACTGACTCAGTAACGAA 
GCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTA 
CGGAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTAGT 
TGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCCAA 
TCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAA 
TCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGC 
GGGTTCTGCCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCAGGGTTCGTGACTGGGGT 
GAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGA 


>gi|219857346|ref|NR_024934.1| Hylemonella gracilis strain ATCC 19624 16S ribosomal RNA, partial sequence 
TTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTTAAG 
CTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCAGACGTGGGGGATAGCTCGGCGAAAGC 
CGGATTAATACCGCATAAGCTCTGAGGAGGAAAGCGGGGGACCGTAAGGCCTCGCGCGTTTGGAGCGGCC 
GATGGCAGATTAGGTAGTTGGTGGGGTAAAGGCTTACCAAGCCTACGATCTGTAGCTGGTCTGAGAGGAC 
GACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAA 
TGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTAC 
GGAACGAAAAGGCGCCTACTAATACTGGGCGTTGATGACGGTACCGTAAGAATAAGCACCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAG 
GCGGTGTTGTAAGACAGTTGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGTGACTGCAATGCTGG 
AGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATG 
GCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTTACTGACTCAGTAACGAAGCTAA 
CGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCA 
CAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAA 
GTTGCCAGAGATGGCTTCGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTC 
TAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTG 
GGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAA 
ACCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATC 
AGCTTGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGC 
CAGAAGTAGTTAGCCTAACCGCAAGGAAGGCGATTACCACGGCAGGGTTCGTGACTGGGGTTAAGTCCTA 
ACAAGGTAGCCGTATCG 


>gi|219857345|ref|NR_024933.1| Desulfosporosinus meridiei strain S10 16S ribosomal RNA, partial sequence 
GGCTCAGGACGAACGCTGNCGGCGTGCCTAACACATGCAAGTCGAACGGAGAATTTGATAAGCTTGCTTA 
GAAAAATTCTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTACCCATAAATCCGGGACAACCCTTG 
GAAACGAGGGCTAATACCGGATAATCTTAGAGCCTGGCATCGGCATTAAGGAAAGATGGCCTCTGAAGAT 
GCTATCGATTATGGATGGACCCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGAT 
CAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGATGAAGGTCTTCG 
GATTGTAAAGTACTGTCTTTGGGGAAGAACGGTGGCTTTGAAAATATTGAGGCCACATGACGGTACCCAA 
GGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATT 
GGGCGTAAAGGGCGCGTAGGCGGATTGTTAAGTCCGGTGTGAAAGATCAGGGCTCAACCCTGAGAGTGCA 
TCGGAAACTGGGAATCTTGAGGACAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAT 
ATGTGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTAGAGGGTAACGA 
CCCCTTCTGTGCCGCAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTAC 
CAAGGCTTGACATCCTACGAAATCTTTAGGAAACTAGNGAGTGCCCTTCGNGGAGCGTAGAGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTATT 
TAGTTGCTAACAAGTAAGGTTGAGCACTCTAGATAGACTGCCGGTGATAAACCGGAGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCCGGTACAGACGGAAGCGA 
AGCCGCGAGGTGAAGCAAATCATCCGAGAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGC 
ATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCACGAAAGTCTGCAACACCCGAAGCCGGTGAGGTAACCCGAAAGGGAGCTAGCCGTC 
GAAGGTGGGGCCGATAATTGGGGTGAAGTCGTAAC 


>gi|219857344|ref|NR_024932.1| Bartonella koehlerae strain C-29 16S ribosomal RNA, partial sequence 
CTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGCAAA 
CGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATACCGTA 
TACGTCCTTAGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAA 
CGGCCCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGC 


CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGC 
GTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGA 
AGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGG 
CGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTT 
GATACTGGGTATCTTGAGTGTGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATT 
CGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTTTACTGC 
TCGGTGGCGCAGCTAACGCGTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCC 
CTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGT 
TGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACC 
GCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTC 
GGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGG 
TCAGCGACTGGGGTG 


>gi|219857343|ref|NR_024931.1| Bacillus subtilis subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, 
partial sequence 
CGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACAGATGGGAGCTTGCTCCCTGATGTTAGC 
GGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAA 
TACCGGATGCTTGTTTGAACCGCATGGTTCAAACATAAAAGGTGGCTTCGGCTACCACTTACAGATGGAC 
CCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGG 
TGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCA 
ATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTT 
AGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGC 
AGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACT 
TGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAG 
TGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAG 
CTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTC 
TGACAATCCTAGAGATAGGACGTCCCCTTCGGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTG 
GGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 
ATGACCTGGGCTACACACGTGCTACAATGGACAGAACAAAGGGCAGCGAAACCGCGAGGTTAAGCCAATC 
CCACAAATCTGTTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATC 
GCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTT 
GTAACACCC 


>gi|219857342|ref|NR_024930.1| Streptacidiphilus albus strain JL 83 16S ribosomal RNA, complete sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCT 
TCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCATTCTGGGACAAGCCTT 
GGAAACGAGGTCTAATACCGGATACGACGCATCCCCGCATGGGGTGTGCGTGGAAAGCTCCGGCGATGCA 
GGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGCCGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCA 
CGTCGGATGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAGG 
GGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGTTGGGAACTAGGTGTGGGTCACATTCCACGTGGTCCGCGCCGCAGCTAACGCATTAA 
GTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGC 
GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGGCCA 
GAGATGGTCGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTGTGTTGCCAGCGAGTAATGTCGGGGACTCACAGG 
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
GCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCAT 
TGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGA 
AGCCGGTGGCCTAACCCGCAAGGGAAGGAGCTGTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGTAAC 
AAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857341|ref|NR_024929.1| Streptacidiphilus carbonis strain JL 415 16S ribosomal RNA, complete 
sequence 

AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCC 
TTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCATTCTGGGACAAGCCT 
TGGAAACGAGGTCTAATACCGGATACGACGCATCTCCGCATGGGGTGTGCGTGGAAAGCTCCGGCGATGC 
AGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCC TACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 


TATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTC 
GCGTCGGATGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAG 
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
ATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGTTGGGAACTAGGTGTGGGTCACATTCCACGTGGTCCGCGCCGCAGCTAACGCATTA 
AGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAG 
CGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGTGC 
AGAGATGTACGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTGTGTTGCCAGCGGGTTATGCCGGGGACTCACAG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGC 
TGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCG 
GTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCA 
GTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCG 
AAGCCGGTGGCCTAACCCGTAAGGGACGGAGCTGTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857340|ref|NR_024928.1| Pseudomonas gessardii strain CIP 105469 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGC 
TTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGA 
AACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATG 
AGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGC TCACCAAGGCGACGATCCGTAACTGGTCTGAGA 
GGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTA 
AGTTGGGAGGAAGGGTTGTAGATTAATACTCTGCAATTTTGACGTTACCGACAGAATAAGCACCGGCTAA 
CTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGC 
GTAGGTGGTTAGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGA 
CTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACC 
AGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCA 
GCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCA 
ATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATG 
GTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTA 
ATCCCANAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219857339|ref|NR_024927.1| Pseudomonas migulae strain CIP 105470 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGC 
TTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGA 
AACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATG 
AGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGA 
GGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTA 
AGTTGGGAGGAAGGGCAGTAAATTAATACTTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAA 
CTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGC 
GTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACAAG 
CTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACC 
AGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCA 
GCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCA 
ATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATG 
GTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTA 
ATCCCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219857338|ref|NR_024926.1| Eubacterium aggregans strain SR12 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGGACGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGAAGCTTTTTAATG 
ATCCTTCGGGTGAACTAAGAAGTGGAAAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTGCCTCATGG 
AAAGGAATAGCCTCGGGAAACTGGGAGTAAAGCCTTATATTATTGAGTTGTCGCATGGCAATTCGATGAA 
AACTCCGGTGCCATGAGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGAC 
GATGGGTAACCGGTCTGAGAGGGCGANCTGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 


GCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTT 
TCGGATCGTAAAACTCTTTTATTGGGGAAGAAGAAGTGACGGTACCCAATGAAGAATTCCCGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTA 
GGCGGTTTTATAAGTCAGATGTGAAAGGTACCGGCTCAACCGGTGACGTGCATTTGAAACTGTAAGACTT 
GAGTACTGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGT 
GGCGAAGGCGGCTTGCTGGACAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGATGACTAGGTGTTGGGGAAACTCAGTGCCGCAGTTAACACAT 
TAAGTCATCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
AGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCTCTGACAATCC 
TAGAGATAGGACGTTTCCTTCGGGAACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCATTGAGTTGGGCACTCTA 
AAGGGACTGCCGTAGACAATACGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGGCCTGG 
GCTACACACGTGCTACAATGGGTTGGGACAAAGGGAAGCGAAGCCGCGAGGTGAAGCCAATCCCATAAAA 
CAACCCCCAGTTCGGATTGCAGGCTGAAACCCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCAGATCA 
GAATGCTGCGGTGAATGCGTTCCCGGGTNTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACC 
CGAAGCCAGTGAGCGAACCGTAAGGACGCAGNTGTCGAAGTGTGGCTCAGTTGAGGGGGTGAAGTCGTAA 
CAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCC 


>gi|219857337|ref|NR_024925.1| Aminobacterium mobile strain ILE-3 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTTGGACGGGGCATATATTTGACANAC 
TTTTCGGAGTTTAGAAGATATATGTTTAGTAGCGGACGGGTGAGTAATGCATGAGAACCTGCCCTTCAGA 
GGGGGACAACAGCTGGAAACGGTTGCTAATACCCCATAAGCCGAGAGGTAAAAGGAGTAATCCGCTGAGG 
GAGGGGCTCATGTCCTATCAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGAAGACGGGTAGCCGGCCT 
GAGAGGGCGATCGGCCACACTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGCCCTTGGGTCGTAAACCTC 
TGTTGTATGGGAAGAAGGACGTGACGGTACCATAGGGGGGAATCCCGGCTCCAGCAGCCGCGGTAATACG 
TAGGGGACGAGCGTTNTCCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGATATTTAAGTCAGCTGTTA 
AAGTCATGGGCTCAACTCATGGATGCGGTTGAAACTGGATATTTCGAGTGCTGGAGAGGTAGGCGGAATT 
CCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGCCAGCA 
ACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACG 
ATGAATGCTAGGTGTGGGTGTCGAGAGGCATCCGTGCCGGAGTTAACGCGCGCCTGGGGAGTACGGGCGC 
AAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCAA 
ACCGAAGAACCTTACCTGGGACGTAGTACGGATCTGAAAGGTGAAGGACCGTACCTTCGGGTACGGAGCG 
TACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCACCCCTGCAT 
CCAGTTACCATCGAGTGAAGTCGGGGACTCTGGATGGACTGCCAGCGACAAGTTGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGGCCCTTATGTCCAGGGCGACACACGTGCTACAATGGCCGATACAGCGGGAAGC 
GAGCCTGCGAAGGTAAGCGGATCCCACAAAGTCGGTCTCAGTTCAGATTGGAGTCTGCAACCCGACTCCA 
TGAAGGAGGAATCGCGGATCAGCCAAGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCACCCGAGTTGGGTGCACCCGAAGCCGGAGGCTCAACCCGTAAGGGAGAAGGTGTGTCTGGTGAGGG 
GGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCC 


>gi|219857336|ref|NR_024924.1| Pseudomonas mosselii strain CIP 105259 16S ribosomal RNA, partial sequence 
ATCCTGGCTCAGATTGAACGCTGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGACGGGAGCTTGCTC 
CTTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAA 
GGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAG 
CCTAGGTCGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCGTAACTGGTCTGAGAGG 
ATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAG 
TTGGGAGGAAGGGCAGTAAGTTAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACT 
CTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGT 
AGGTGGTTCGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCGAGCT 
AGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAG 
TGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAGTGGCGCAGC 
TAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCAGA 
GAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGT 
GGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCT 
TACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAAT 
CTCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAAT 
CGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 


>gi|219857335|ref|NR_024923.1| Helicobacter mesocricetorum strain MU97-1514 16S ribosomal RNA, partial 
sequence 

CAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTCTAGCTTGCTAGAAGTG 
GATTAGTGGCGCACGGGTGAGTAATACATAGGTTATGTGCCTCATAGTCTAGGATAGCCATTGGAAACGA 
TGATTAATACTGGATACTCCTTATGAGGGAAAGTTTTTCGCTATGAGATCAGCCTATGTCCTATCAGCTT 
GTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGAACGGACACACTGGA 
ACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAA 
GCAGCAACGCCGCGTGGAGGATGAAGGTTTTCGGATTGTAAACTCCTTTTGTTAGAGAAGATAATGACGG 


TATCTAACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACT 
CGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGAATAGCAAGTCAGATGTGAAATCCTATGGCTTAACCA 
TAGAACTGCATTTGAAACTGTTATTCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAA 
ATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTACTAGAACATTACTGACGCTGATGCGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTTG 
TGAAGCTTGTCTTTGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATT 
AAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAA 
GAACCTTACCTAGGCTTGACATTGATAGAATCTGCTAGAGATAGCGGAGTGCTAGCTTGCTAGAACTTGA 
AAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGTCCTTAGTTGCTAACAGTTTAGCTGAGCACTCTAAGGAGACTGCCTTCGCAAGGAGGAGGAAGG 
TGAGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGAAGTACAAA 
AAGATGCAATATTGTGAAATGGAGCAAATCTCAAAAACTTCTCTCAGTTCGGATTGTAGTCTGCAACTCG 
ACTACATAAAGCTGGAATCGCTAGTAATCGCAAATCAGCAATGTTGCGGTGAATACGTTCCCGGGTCTTG 
TACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGAATGCCAAATAGGCTACCGCCCA 
CGGCGGATGCAGCGACTGGG 


>gi|219857291|ref|NR_024922.1| Eubacterium acidaminophilum strain DSM 3953 16S ribosomal RNA, partial 
sequence 
ATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAACAAAGCGGGAGGGAG 
TCTTCGGACGAAGCCCCGCTGCGTGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTATGCAC 
AGGGATAACGCACCGAAAGGTGTGCTAATACCGGATAAAGCGAGATGTCCGCATGGACGACTCGCCAAAG 
CTTTTGCGGCATAGGATGGGCCCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTGCGA 
TGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTC 
GGGTCGTAAAGCTCTGTCCCAAGGGAAGATAATGACGGTACCTTGGGAGGAAGCCCCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCG 
GTTTTGCAAGCCAGAGGTGAAAGGCTATGGTTCAACCATAGTGAGCCTTTGGAACTGCCGGACTTGAGTA 
CAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA 
AGGCGACTTTCTGGACTGTTACTGACGCTGAGNCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGGTCAAACCTCGGTGCCGCAGCTAACGCATT 
AAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCA 
GCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTTGACATCCCTTTGACCGCTT 
CGTAACGGAAGCTTTCTCTTCGGAGACAAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAGCACTTAGGGTGGGCACTT 
TAGAGAGACTGCCGAGGACAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCA 
GGGCTACACACGTGCTACAATGGGCGGTACAACGGGTTGCGAGCTCGCGAGAGCAAGCCAATCCCTTAAA 
GCCGTTTTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGTCGGAGTTGCTAGTAATCGCGATCA 
GAATGCCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCGGGGGCGCC 
CGAAGTCAGCTGTCCAACCGCAAGGGGGAGGCTGCCGAAGGTGAAACTGATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTATCGGAAGGTCGGCTGGATCACCTCC 


>gi|219857290|ref|NR_024921.1| Anaeromusa acidaminophila strain DSM 3853 16S ribosomal RNA, partial 
sequence 
TCCTGGCTCAGGACGCAACCTGGNGGCGTGCTTAACACATGCAAGTCGAACGGAGATTCACCAATGGATC 
TTAGTGGCGAACGGGTGAGTAACGCGTAGGCAATCTGCCTTCTAGATGGGGACAACATCCCGAAAGGGGT 
GCTAATACCGAATGTTGTATGATATTCGCATGGAGATGATACTAAAGGTGGCCTCTGAATATGCTACCGC 
TAGAAGATGAGCCTGCGTCTGATTAGCTAGTTGGAGGGGTAACGGCCCACCAAGGCTTCGATCAGTAGCC 
GGTCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAA 
AGCTCTTTCGTTAGGGACGAACGTGCTCTTTGTGAATAATGAGGAGTAATGACGGTACCTAAATAAGAAG 
CCACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGTGCCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGCGCGCGCAGGCGGGATATCAAGTCTGTCTTAAAAGTGCGAGGCTCAACCTCGTGAGGGGACAGAA 
ACTGGTATTCTTGAGTGTCGGAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGG 
AAGAACACCAGTGGCGAAGGCGACTTTCTGGACGATGTCTGACGCTGAGGCGCGAAAGCTAGGGGAGCGA 
ACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGGGTACTAGGTGTAGGGGGTATCGACCCCTC 
CTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGC 
TTGACATTGAGTGAAAGACCTAGAGATAGGTCCCTCCCTTCGGGGACACAAAAACAGGTGGTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCCA 
GCGAGTAAAGTCGGGAACTCATGGGAGACTGCCGTCGACAAGACGGAGGAAGGCGGGGATGACGTCAAGT 
CATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGCCGGTAACAGAGGGCAGCGAACCGCGA 
GGTGAAGCGAATCTCAAAAACCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGA 
ATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGAGAGTTGGAGACACCCGAAGCCGGTGAGGTAACCGTAAGGAGCCAGCCGTCGAAGGTGGAGTCG 
ATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGGTGGATCACCTCC 


>gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus strain AN1 16S ribosomal RNA, partial sequence 
CTGGCGGCAGGCTTAACACATGCAAGTCGAACGGGCGTAGCAATACGTCAGTGGCAGACGGGTGAGTAAC 
GCGTGGGAACGTACCTTTTGGTTCGGAACAACCCAGGGAAACTTGGGCTAATACCGGATAAGCCCTTACG 
GGGAAAGATTTATCGCCAAAAGATCGGCCCGCGTCTGATTAGCTTGTTGGTGAGGTAACGGCTCACCAAG 
GCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAA 
GGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCCCCGGCTAA 


CTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGTGC 
GTAGGCGGGTCTTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGAGGAT 
CTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACC 
AGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTAGTGGGTTTACTCACTAGTGGCGCAG 
CTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTGACATGTCC 
ATGACCGGTCGCAGAGATGTGACCTTCTCTTCGGAGCATGGAGCACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACCATTTAGT 
TGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGAAGCAAAGGGGTGACCCCTAGCAA 
ATCTCAAAAAACCGTCTCAGTTCGGATTGGGCTCTGCAACCCGAGCCCATGAAGTTGGAATCGCTAGTAA 
TCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
TGGTTTTACCTGAAGGCGGTGCGCTAACCCGCAAGGGAGGCAGCCGACC 


>gi|219857288|ref|NR_024919.1| Clostridium frigidicarnis strain SPL77A 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGATGAATGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAGAGTCT 
CTTCGGAGACAATAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTGTAGTGGGGGATAGCCCT 
CCGAAAGGAGGATTAATACCGCATATTGTCACATTGAGGCATCTCAAAGTGATGAAAGGAGTAATCCGCT 
ACAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCG 
ACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAA 
GCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGTGGCAAGCATTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGATTTTTAAG 
TGAGATGTGAAATACCCGGGCTCAACCTGGGGGCTGCATTTCAAACTGGAAATCTAGAGTGCAGGAGAGG 
AAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTT 
TCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGGATACTAGGTGTGGGAGGTTTAACTCCTTCCGTGCCGCCGTTAACACATTAAGTAT 
CCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAG 
CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATGTCCTGAATTACCAGTAATG 
TGGGAAGTCCTTCGGGGACAGGAACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCGAGACT 
GCCTGGGATAACCAGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACA 
CGTGCTACAATGGCAAGTACAAAGAGATGCAAGACCGCGAGGTGGAGCTAAACTCATAAAACTTGTCTCA 
GTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCGAATCAGAATGTCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAACGTCCG 
TGAGCTAACCTGTAAGGGAGGCAGCGGCCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTA 
GCCGTAGGAGA 


>gi|219857287|ref|NR_024918.1| Pseudomonas jessenii strain CIP 105274 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGACAGGAGCTTGC 
TCCTGAATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGA 
AAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATG 
AGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGA 
GGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTA 
AGTTGGGAGGAAGGGNNGTAGNTTAATACTNTGCNGTTTTGACGTTACCGACAGAATAAGCACCGGCTAA 
CTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGC 
GTAGGTGGTTTGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACAAG 
CTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACC 
AGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCA 
GCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCA 
ATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATG 
GTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTA 
ATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 


>gi|219857286|ref|NR_024917.1| Clostridium methoxybenzovorans strain SR3 16S ribosomal RNA, partial 
sequence 

TCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAAGCGGTTTAAATGAAGT 
TTTCGGATGGAATTTAAATTGACTGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAG 
GGGGATAACAGTTGGAAACGACTGCTAATACCGCATAAGCACACAGTGCCGCATGGTACGGTGTGAAAAA 
CTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCGACGA 
TCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTGTTTC 
GGCATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGATTAAGAAGCCCCGGCTAATTACGTG 


CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACG 
GCGATGCAAGTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGTTGCTAGAGT 
GCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG 
AAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGGAGCAAAGCTCTTCGGTGCCGCCGCTAACG 
CAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCGGAATGACC 
GGTCCGTAACGGGGCCTTCCCTTCGGGGCATTCCAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAAGTCAAGTTGGGCA 
CTCTGGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGA 
TTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCAAAGGATTGATCTGGAGCAAACCCCAA 
AAATAAAGTCTCATTTCGGAATGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGG 
ATCAGAATGCCGCGGTGAATACGTTCCCGGGTTTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAA 
CGCCCGAAGTCAGTGACCCAACCGCAAGGGAGGGAGCTGCCGAAGGCGGGACTGATAACTGGGGTGAAGT 
CGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCC 


>gi|219857285|ref|NR_024916.1| Desulfovibrio aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
GGCTCAGATTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTGCGAGAAAGGTTCCTTCGGGGACTG 
AGTAGAGCGGCGCACGGGTGATTAACGCGTGGTGACCCTACCCAGGAGACCGGGATAACAGTGGGAAANT 
GCTGCTAATACCGGGTACGCTTCATATTTCACGTATGGGGGAAAGGCGGCCTCTGCTTGCCAGCTGCCAC 
TCTTGGATGGGCCCGCGTCTCATTAGCTTGTTGGTAGGGTAACGGCCTACCAAGGCGACGATGAGTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGGACTGGAACACGGCCCAAACTCCTACGGGAGGCAACAGTGGG 
GAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGGCCTTCGGGTCGTAA 
ACCTCTGTCAGGAGGGAAGAAACCATGGGAGTCGAACAGGCTCTCGTGCTGACGGTACCTCCGGAGGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCG 
TAAAGCGCACGTAGGCGGTGCCGTAAGTCGGATGTGAAAGCCCTCGGCTCAACCGGGGAACTGCATTCGA 
TACTGCGGTGCTTGAGTGTCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATTTG 
GAGGAACACCAGTGGCGAAGGCGGCCACCTGGCCGACAACTGACGCTGAGGTGCGAAAGCGTGGGGATCA 
AACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGGTTTACCCTCGG 
TGCCGCAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTG 
ACATCCCGCGAATCTCTATGAAATTAGGGAGTGCCCTTCGGGGAGCGCGGAGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTGCCAGTTGCTAC 
CAGGTAATGCTGGGCACTCTGGCGAGACTGCCCGGGTCAACCGGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGGCCCTTACATCCAGGGCTACACACGTACTACAATGGCAGGTACAAAGGGTTGCCAAGCCGCGAG 
GCCGCGCTAATCCCAAAAAATCCTGTCTCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGCTGGA 
ATCGCTAGTAATCCCGGATCAGCATGCCGGGGTCAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGAAAGCTGGTTTTACCCGAAGCCGGCGGACTAACCGCAAGGGGGTAGCTGTCTACGGTAGGACCG 
GTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCC 


>gi|219857284|ref|NR_024915.1| Taylorella asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTAGCGGAATGCCTTACACATGCAAGTCGAACGGCAGCATAG 
GGAAGCTTGCTTTCCTGATGGCGAGTGGCGAACGGGTGAGTAAAGTATCGGAACGTGCCCAGTAGCGGGG 
GATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTGAGGGGGAAAGAGGGGGATCAGCGATGACC 
TTTTACTATTGGAGCGGCCGATATCGGATTAGTTAGTTGGTGGGGTAAAGGCCTACCAAGGCATCGATCC 
GTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATTCCGCGTGTGCGATTGAAGGCCTTCGG 
GTTGTAAAGCACTTTTGTCAGGGAAGAAAAGTTTTAGGATAATACCCTAGGATGCTGACGGTACCTGAAG 
AATAAGCACCGGCAAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTAC 
TGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAGAGATGTGAAATCCCAGGGCTCAACCTTGGAACTGC 
ATTTTTAACTGCCGAGCTAGAGTATGTTAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGA 
GATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATACTGACGCTCATGCACGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGACCTTAA 
ATGGTTTTGGTAGCGAAGCCAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCA 
AAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTA 
CCTACCCTTGACATGTTTGGAATCCTGAAGAGATTTAGGAGTGC TCGCAAGAGAACCGAAACACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCAT 
TAGTTGCTACGTAAAAGGGCACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCAGGACAGAGGGATGCGAAGCC 
GCGAGGTGGAGCTAATCTCACAAACCTGGTCGTAGTCCGGATTGCAGGCTGCAACTCGCCTGCATGAAGT 
CGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTTTACCAGAAGTAGTTAGTCTAACCGCAAGGGGGGCGATTACCACGGTAGG 
ATTCATGACTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|219857283|ref|NR_024914.1| Cellulomonas iranensis strain O 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGACCA 
GCTTGCTGGTTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTCACTCTGGGATAAG 
CCTTGGAAACGGGGTCTAATACCGGATATGACGTCCCTACGCATGTGGGGGTGTGGAAAGATTTATCGGT 
GGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTTAGCC 
GGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTTGAGGGATGACCGCCTTCGGGTTGT 
AAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGT 


TTGTCGCGTCTGCTGTGAAAACCTCAGGCTCAACCTGGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGC 
GGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAA 
GGCAGGTCACTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGTCCATTCCACGGATTCCGTGCCGCAGCAAACG 
CATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAA 
CGTGCAGAGATGTGCGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTC 
ATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTT 
GGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAA 
GCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 


>gi|219857282|ref|NR_024913.1| Cellulomonas persica strain I 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCCCA 
GCTTGCTGGGGGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTCTGGGATAAG 
CCTTGGAAACGGGGTCTAATACCGGATACGAGACGCACGGGCATCTGTAGCGTCTGGAAAGATTTATCGG 
TGAAGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTTAGC 
CGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTTG 
GGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTTGCGGGATGACCGCCTTCGGGTTG 
TAAACCGCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
TCAGTCGCGTCTGCTGTGAAAACTCGAGGCTCAACCTCAGGCTTGCAGTGGGTACGGGCTGACTAGAGTG 
CGGTAGGGGCGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGA 
AGGCAGGTCACTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGTCCATTCCACGGATTCCGTGCCGCAGCTAAC 
GCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAA 
AAGTGCAGAGATGTGCTCCCCGTAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACT 
CATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCT 
TGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 


>gi|219857281|ref|NR_024912.1| Pseudomonas cedrina strain CFML 96-198 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGC 
TTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGA 
AACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATG 
AGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGA 
GGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTA 
AGTTGGGAGGAAGGGTTGTAGATTAATACTCTGCAATTTTGACGTTACCGACAGAATAAGCACCGGCTAA 
CTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGC 
GTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGA 
CTAGAGTGTGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACC 
AGTGGCGAAGGCGACCACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCA 
GCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCA 
ATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATG 
GTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTA 
ATCCCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219857280|ref|NR_024911.1| Pseudomonas rhodesiae strain CIP 104664 16S ribosomal RNA, complete 
sequence 
GATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGC 
TTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGA 
AACGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATG 
AGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGA 
GGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTA 
AGTTGGGAGGAAGGGCCATTACCTAATACGTGATGGTTTTGACGTTACCGACAGAATAAGCACCGGCTAA 
CTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGC 
GTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGA 
CTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACC 
AGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCA 


GCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCA 
ATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATG 
GTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTA 
ATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|219857279|ref|NR_024910.1| Pseudomonas monteilii strain CIP 104883 16S ribosomal RNA, partial 
sequence 
ATCCTGGCTCAGATTGAACGCTGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGACGGGAGCTTGCTC 
CTTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAA 
GGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAG 
CCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGG 
ATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAG 
TTGGGAGGAAGGGCAGTAAGTTAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACT 
CTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGT 
AGGTGGTTCGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCGAGCT 
AGAGTACGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAG 
TGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAGTGGCGCAGC 
TAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCAGA 
GAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGT 
GGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCT 
TACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAAT 
CTCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAAT 
CGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTC 


>gi|219857278|ref|NR_024909.1| Pseudomonas orientalis strain CFML 96-170 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGC 
TTCTCTTGAGAGCGGCGGACGGGTGAGTAAAGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGA 
AACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATG 
AGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGA 
GGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTA 
AGTTGGGAGGAAGGGCAGTTACTTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAA 
CTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGC 
GTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGA 
CTAGAGTGTGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACC 
AGTGGCGAAGGCGACCACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCA 
GCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCA 
ATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATG 
GTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTA 
ATCCCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219857277|ref|NR_024908.1| Marinomonas mediterranea strain MMB1 16S ribosomal RNA, complete sequence 
TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACG 
ATGATAGCTTGCTATCAGGCGTCGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTAGTAGAGGG 
GGACAACATGTGGAAACGCATGCTAATACCGCATACGCCCTTTTGGGGAAAGGAGGGGATCTTCGGACCT 
TCCGCTATTAGATGAGCCTGCGTGAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTC 
TAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGT 
TGTAAAGCACTTTCAGAAGTGAGGAAGGGTGCTTGATTAATACTCAAGTACTTTGACGTTAGCTTCAGAA 
GAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAATTGCAC 
CTGATACTGGCAGGCTAGAGTACGGTAGAGGGATGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATA 
TAGGAAGGAACATCAGTGGCGAAGGCGACATCCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGG 


AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGTCGATTTTAG 
ATTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAC 
TCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTATTTGC 
TAGCAGGTGATGCTGAGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCGAACTTGC 
GAAAGTAAGCAAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCG 
GAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTTGATTGCTCCAGAAGTAGCTAGCTTAACCTTNGGGATGGCGGTTACCACGGAGTGGT 
CAATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGNTGGATCACCTCCTT 


>gi|219857276|ref|NR_024907.1| Friedmanniella spumicola strain Ben 107 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCC 
TTCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTGACTTCGGAATACCAG 
CTGGAAACAGCTGCTAATACCGGATATGACCTCGGCCCTCATGGGTTGGGGTGGAAAGCTCCGGCGGTCA 
AGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTCGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACC 
GCTTTCAGTAGGGACGAAGCTAACGTGACGGTACCTACAGAAGAAGGACCGGCTAACTACGTGCCAGCAG 
CCGCGGTGATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTCCGTC 
GCGTCAGGAGTGAAAACTCGGGGCTTAACCCCGAGCCTGCTTTTGATACGGGCGGACTAGAGGGATGCAG 
GGGAGAACGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
TTCTCTGGGCATCACCTGACGCTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGT 
CCACGCCGTAAACGGTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGTGCCGAAGCTAACGCATTA 
AGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAGCTGC 
AGAGATGTAGCCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCTTCGTTCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGG 
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAAGTCCAGGGCT 
TCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCCCGGGCGTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGA 
AGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCTAAGGTGGGACTGGCGATTAAGACTAAGTCGTAACA 
AGGTA 


>gi|219857275|ref|NR_024906.1| Enterococcus mundtii strain ATCC 43186 16S ribosomal RNA, partial sequence 
ACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTCCCACCGGAGCTTGCTCCACCG 
GGAAAAGAGGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAAGGGGATAACACTTGG 
AAACAGGTGCTAATACCGTATAACAATCGAAACCGCATGGTTTCGTTTTGAAAGGCGCTTTACGGTGCCG 
CTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGATGCATAGC 
CGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTA 
AAACTCTGTTGTTAGAGAAGAACAAGGGTGAGAGTAACTGTTCACCCCTTGACGGTATCTAACCAGAAAG 
CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCG 
TAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGA 
AACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATG 
GAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCT 
TCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCCTTTGACCACTCTAGAGATAGAGCTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCC 
ATCATTTAGTTGGGCACTCTAGCAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTCGCGAAGTCGCGAG 
GCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAA 
TCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCTAAGGTGGGATAG 
ATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTC 


>gi|219857274|ref|NR_024905.1| Enterococcus cecorum strain ATCC 43198 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCATTTTCTTTCACCGTAGCTTGCTACACC 
GGAAGAAAATGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGCGGGGGATAACACTTG 
GAAACAGGTGCTAATACCGCATAATTCCATTTACCGCATGGTAGATGGATGAAAGGCGCTTTTGCGTCAC 
TGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCTGCGATGCATAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAA 
AACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACCAGAAAG 
CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCG 
TAAAGCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGA 
AACTGGGAGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATG 
GAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCA 


AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCT 
TCAGTGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCCTTTGACCATCCTAGAGATAGGATTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCC 
ATCATTCAGTTGGGCACTCTAGCGAGACTGCCGCAGACAATGCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGAGAGTACAACGAGTCGCAAAGCCGCGAG 
GCTAAGCCAATCTCTTAAAGCTCTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAA 
TCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACA 
CCACGAGAGTTTGTAACACCCAAAGCCGGTGCGGTAACCGCAAGGAGCCAGCCGTCTAAGGTGGGATAGA 
TGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAA 


>gi|219857273|ref|NR_024904.1| Enterococcus dispar strain ATCC 51266 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTTCCAC 
CGGAGCTTGCTCCACCGGAAAAAGAAGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTACCCTCAAG 
CGGGGGATAACATTTGGAAACAGGTGCTAATACCGCATAATATTAATGAACTCATGTTTATTAATTGAAA 
GGCGCTTTTGCGTCACTTGAGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAG 
GCCACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAA 
GGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAGAACAAGGATGAGAGTAAAATGTTCATCCCTTGACGG 
TATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTC 
CGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCG 
GGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAA 
ATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTG 
GAGGGTTTCCGCCCTTCAGTGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGT 
TGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTCCCCTTCGGGGGCAAAGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTATTGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAG 
TTGCGAAGTCGCGAGGCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCC 
TACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCG 
CCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAG 


>gi|219857272|ref|NR_024903.1| Mycobacterium tusciae strain FI-25796 16S ribosomal RNA, partial sequence 
CTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTTCGGGGGTA 
CTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTG 
GGTCTAATACCGGATATACCTCATGGGCTGCATGGTTTGTGAGGGAAAGCTTTTGCGGTGTGGGATGGGC 
CCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGG 
TGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGC 
AGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTC 
GTGAAAACTCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTNTGGG 
CAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGGTGGGTACTAGGTGTGGGTTTCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGT 
GGATTAATTSGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCTGGTAGAGATATCA 
GTTCCCTKGTGGCSTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGKTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTCATGGTGGGGACTCGTGAGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATG 
CTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTG 
GCCTAACCC 


>gi|219857271|ref|NR_024902.1| Pseudomonas mandelii strain CIP 105273 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGTACTTG 
TACCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCG 
GAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGA 
TGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGA 
GAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTT 
TAAGTTGGGAGGAAGGGCAGTTACCTAATACGTATCTGTTTTGACGTTACCGACAGAATAAGCACCGGCT 
AACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGC 
GCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACA 
AGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACA 
CCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCG 
CAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGG 


GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATC 
CAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAA 
TGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGC 
TAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAG 
TAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGG 
GGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219857270|ref|NR_024901.1| Pseudomonas libanensis strain CIP 105460 16S ribosomal RNA, complete 
sequence 
GATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGC 
TTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGA 
AACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATG 
AGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGA 
GGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTA 
AGTTGGGAGGAAGGGTTGTAGATTAATACTCTGCAATTTTGACGTTACCGACAGAATAAGCACCGGCTAA 
CTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGC 
GTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGA 
CTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACC 
AGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCA 
GCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCA 
ATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTCATG 
GTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTA 
ATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219857269|ref|NR_024900.1| Desulfotomaculum putei strain SMCC W459 16S ribosomal RNA, partial 
sequence 

TGATCCTGGCTCAGGNCGAACGCTGGCGGCGTGCC TAACACATGCAAGTCGANCGGGGTTTAAGAGGAAG 
CTTGCGAATCTTAAACCTAGTGGCGCACGGGTGAGTAACGCGTGGATAACCTGCCTGGTAGACCGGGATA 
ACAGCTGGAAACGGCTGCTAATACCGGATACGCTCTGNTGGACGCATGTTCAGCAGAGGAAAGCNTTAGT 
GCTATCAGATGGGTCCGCGTCCCATTAGCTAGTTGGTGGTGTAAGAGNCCACCAAGNCGACGATGGGTAG 
CCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATCTTCCNCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGGGAAGAAGGCCTTCGGGTTGT 
AAACCTCTGTCTTCAAGGAAGAAGTAATGACGGTACTTGGAGAGGAAGCCCCGGCTAACTACGTGCCAGC 
ANCCGCGGTAAAACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGTGGTACA 
TTAAGTCAGAGGTGAAAGATCGGGGCTCAACCCCGAGATTGCCTCTGATACTGGTGGACTTGAGTGCAGG 
AGAGGGGAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGC 
GGCTCTCTGGACTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCANACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGAGGTATCGACCCCTCCAGTGCCGTAGTTAACACAAT 
AAGCACTCCGCCTGGGGAGTACGGTGGCAACACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTCTGACGGTTCT 
AGAGATAGGGCTTTCATCCTTCGGGATGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCACCCCCTAACATTAGTTGCCAGCGAGTAAGGTCGGGAA 
CTCTAATGTGACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CCTGGGCTACACACGTACTACAATGGCCGGTACAGACGGAAGCGAAGCCGTGAGGCGGAGCAAATCTGAG 
AAAGCCGGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGNATCGCTAGTAATCGCAG 
GTCAGCATACTGCGGTGAATACGTTCCCGGG 


>gi|219857268|ref|NR_024899.1| Mannheimia granulomatis strain ATCC 49244 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATYMTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGAT 
TAGTACTTGTACTAATGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTATGGAGGGG 
GATAACTACTGGAAACGGTAGCTAATACCGCGTAATGTCTGTGGACTAAAGGGTGGGACCTATTGGCCAC 
CTGCCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCCACGATCTCT 
AGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTT 
GTAAAGTTCTTTCGGTAGCGAGGAAGGTGATTGTTTTAATAGAACAATCAATTGCCGTTAACTACAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTAATCGGAATAACTGG 
GCGTAAAGGGCACGCAGGCGGACTTTTAAGTGAGGTGTGAAATCCCCGGGCTTAACCTGGGAATTGCATT 
TCAGACTGGGAGTCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGAT 
GTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGTCGATTTGGGGATTGGGCTTTGAGCT 
TGGTGCCCGTAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAA 


TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACT 
CTTGACATCCAGAGAAGCTTGCAGAGATGCGAGTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCC 
AGCGATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCGGCGACCCAGCGA 
TGGTGAGCGAATCTCAGAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGAAAGAGGGGCGTTTACCACGGTATGATTC 
ATGACTGGGGTGAAGTCGTAACAAGGTARCCGTA 


>gi|219857267|ref|NR_024898.1| Mannheimia ruminalis strain HPA92 16S ribosomal RNA, partial sequence 
AGAGTTTGATYMTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAGCAGGA 
AGAAGCTTGCTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTATGGAGGGG 
GATAACTACTGGAAACGGTAGCTAATACCGCGTAATGTCTTAGGACTAAAGGGTGGGACCGAAAGGCCAC 
CTGCCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCCGCGATCTCT 
AGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTT 
GTAAAGTTCTTTCAGTGACGAGGAAGGCGATTGTTTTAATAGAACAGTCGATTGACGTTAATCACAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTAATCGGAATAACTGG 
GCGTAAAGGGCACGCAGGCGGATAGTTAAGTGAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATT 
TCAGACTGGCTATCTAGAGTATTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGAT 
GTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAATATACTGACGCTCATGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGTCGATTTGGGGATTGGGCTTTAAGCT 
TGGTGCCCGTAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACT 
CTTGACATCCAGAGAACCTTGTAGAGATACGAGGGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCC 
AGCGATTTGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCGAGCCAGCGA 
TGGGGAGCGAATCTCACAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGCAAGGGGGGCGTTTACCACGGTATGATTC 
ATGACTGGGGTGAAGTCGTAACAAGGTARCCGTA 


>gi|219857266|ref|NR_024897.1| Mannheimia varigena strain 177 16S ribosomal RNA, partial sequence 
AGAGTTTGATYMTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGG 
AGAAGCTTGCTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTATGGAGGGG 
GATAACTACTGGAAACGGTAGCTAATACCGCGTAATGTCTTTGGACTAAAGGGTGGGACTTTCGGGCCAC 
CTGCCATAAGATGAGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTCT 
AGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTT 
GTAAAGTTCTTTCGGTAGCGAGGAAGGCAGACTTGTTAATAGCAAGTTTGATTGACGTTAACTACAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTAATCGGAATAACTGG 
GCGTAAAGGGCACGCAGGCGGACTTTTAAGTGAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATT 
TCAGACTGGGAGTCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGAT 
GTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGTCGATTTGGGGATTGGGCTTTAAGCT 
TGGTGCCCGTAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACT 
CTTGACATCCAGAGAATCTTGTAGAGATACGAGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCC 
AGCGATTAGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCGACCCAGCGA 
TGGTGAGCGAATCTCACAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCTTCGGGGGGGCGTTTACCACGGTATGATTC 
ATGACTGGGGTGAAGTCGTAACAAGGTARCCGTA 


>gi|219857265|ref|NR_024896.1| Mannheimia glucosida strain P925 16S ribosomal RNA, partial sequence 
AGAGTTTGATYMTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAGCAGGA 
AGAAGCTTGCTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTATGGAGGGG 
GATAACTACTGGAAACGGTAGCTAATACCGCGTAATGTCTTAGGACTAAAGGGTGGGACCATTTGGCCAC 
CTGCCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCCGCGATCTCT 
AGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACATCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTT 
GTAAAGTTCTTTCGGTGACGAGGAAGGCGATTGTTTTAATAGAACAGTCGATTGACGTTAATCACAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTAATCGGAATAACTGG 
GCGTAAAGGGCACGCAGGCGGTTGTTTAAGTGAGGTGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATT 
TCAGACTGGACAACTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGAT 
GTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGTCGATTTGGGGATTGGGKTTTAACTY 
TGGTGCCCGTAGCTAACGTRATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACT 


CTTGACATCCAGAGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCC 
AGCGATACGGTCGGGAACTCAAAGGAGACTGCCGGKGATAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCGGCGAGCCAGCGA 
TGGGGAGCGAATCTCAGAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGAAAGGGGGGCGTTTACCACGGTATGATTC 
ATGACTGGGGTGAAGTCGTAACAAGGTARCCGTA 


>gi|219857264|ref|NR_024895.1| Desulfovibrio burkinensis strain HDv 16S ribosomal RNA, partial sequence 
AGAGTTTGATTCTGGCTCAGATTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTGCGAGAAAGGGA 
CTTCGTTCCCTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATTATCTACCCAGATATTCGGGATAA 
CGGCGGGAAACTGGCGCTAATACCGGATACGCTCCAATTTCGGTTGGGGGAAAGGCGGCCTCTGCTTGCA 
AACTGTCCTATCTGGATGAGTCCGCGTCCCATTAGCTTGTTGGCGGGGTAATGGCCCACCAAGGCGACGA 
TGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAAACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGTGTGAGGGAAGAAGGCTTTC 
GGGTCGTAAACCTCTGTCGGGAGGGAAGAACCTCCCAGGACTGAACAAGCCCTGGGACTGACGGTACCTC 
CAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAAT 
CACTGGGCGTAAAGCGCGCGTAGGCCGCCTTCTAAGTCGGACGTGAAAGCCCTCGGCTCAACCGAGGAAC 
TGCGTTCGAAACTGGGAGGCTTGAGTCCTGGAGAGGGTGGCGGAATTCCGGGTGTAGGAGTGAAATCCGT 
AGATATCCGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTACTGACGCTGAGGCGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGAGC 
GATCTTCGGTGCCGCAGTTAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTGGGTTTGACATCCCGCGAATCCTCCCGAAAAGGAGGAGTGCCCTTCGGGGAGCGCGGTGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTT 
AGTTGCCAGCGAGTAATGTCGGGCACTCTAGAGAGACCGCCTCGGTCAACGGGGAGGAAGGTGGGGACGA 
CGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTACTACAATGGTGGGTACAATGGGCTGCGA 
AACCGCAAGGTGGAGCCAATCCCAAAAAACCCATCCCAGTCCGGATCGGGGTCTGCAACTCGACCCCGTG 
AAGTCGGAATCGCTAGTAATCGGAGATCAGCATGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCACGAAAGTTGGTTCTACCCGAAAGCTCCGGGCTAACCGCAAGGAGGCAGGAGTCTACGG 
TAGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|219857263|ref|NR_024894.1| Neptunomonas naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAAATAGCTTGCTATTTTGCTG 
ACGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTACCGAGTAGTGGGGGATAGCCCAGAGAAATTTGG 
ATTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGATCTTTTGACCTTTCGCTATTTGATGAGCCTGC 
GTAAGATTACCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTTTAGCTGTTCTGAGAGGATGAT 
CACCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGG 
GGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGATGTG 
AGGAAAGGTTAGTAGTTAATACCTGCTAACTGTGACGTTAACATCAGAAGAAGGACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCG 
GCTAAGTCAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCACCTGATACTGCTTAGCTAGAGT 
ACAGAAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCG 
AAGGCGGCCACCTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGGAACTTGATTCTTTAGTGGCGAAGCTAACG 
CGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATT 
CGCTAGAGATAGCTTAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGTTCGTGTTG 
TGAAATGTGGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTATTTGCCAGCACGTAATGGTGGGAA 
CTCTAAGGAGACTGCCGGTGACAAACCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACG 
AGTAGGGCTACACACGTGTTACAATGGTCGGTACAAGAGGGTTGCAAACCTGCGAAGGCAAGCTATTCTC 
AAAAAACCGATCGTAGTCCGGATCGGAGTTTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGT 
GGATCAGAATGCCACGGTGAATACGTTCCCGGGCTTGTACACACCGCCCGTCACACCATGGGAGTGGATT 
GCACCAGAAGTAGATAGTCTAACCTTCGGGGGGACGTTTACCACGGTGTGGTTCATGACTGGGGTG 


>gi|219857259|ref|NR_024890.1| Amycolatopsis thermoflava strain N1165 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCATCTTCGGGTGTGGATGAGTGG 
CGAACGGGTGAGTAACGCGTGGGTAACCTGCCCTGTACTTTGGGATAAGCCCTGGAAACGGGGTCTAATA 
CCGAATATGACCTTGCGCCGCATGGTGTAGGGTGGAAAGTTTCGGCGGTACAGGATGGGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGNTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAG 
CGTAAGTGACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCTGCTGTGAAAATCC 
GGGGCTTAACTCCGGACCTGCAGTGGATACGGGCAGGCTTGAGTTCGGTAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGA 
CGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGG 
CGCTAGGTGTGGGCGACTTCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGAAACCGGCAGAGATGTCGGCCCCCTTGT 
GGCCGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 


AGCGCAACCCTTGTCCTGTGTTGCCAGCGCGTAATGGCGGGGACTCGCGGGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGC 
TGGTACAGAGGGCTGCGATACTGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGT 
CTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCCG 
CTTGCGGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAACCGTACCG 
GAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857258|ref|NR_024889.1| Prauserella rugosa strain DSM 43194 16S 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGCTGAAGCCC 
GCGCTTGCGTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCTTGTACTCTGGGAT 
AAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCATTCCTCGCATGGGGGGTGGTGGAAAGCTCCGGC 
GGTATGAGTTGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAG 
CCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGT 
AAACCTCTTTCGCCAGGGACGAAGGGTGATACTGACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCG 
GTGTGTCGCGTCTGCCGTGAAAACCTACAGCTTAACTGTGGGCGTGCGGTGGATACGGGCATCACTTGAG 
TTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGC 
GAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGTGCTGTCCATGTACTCCGTGCCGTAGCTA 
ACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGG 
ATCGCCTCAGAGATGGGGTTTCCCTTGTGGTCTGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTACGTTGCCAGCGGGTTATGCCGGGG 
ACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATG 
TCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGTGGCGATACCGTGAGGTGGAGCGAATCCCT 
TAAAGCTGGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGT 
AACACCCGAAGCCCATGGCCCAACTCTTCGGAGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGA 
AGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857257|ref|NR_024888.1| Amycolatopsis alba strain DSM 44262 16S 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTTCGGGTGGATTAGTGGCGAACGGGTGAGT 
AACACGTGGGCAATCTGCCCTGTACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATCACCA 
GCCTTCGCATGGGGGTTGGTTGAAAGTTCTGGCGGTACAGGATGAGCCCGCGGCCTATCAGCTTGTTGGT 
GGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCG 
ACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACCAAGCGCAAGTGACGGT 
ACCTGGGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCG 
GAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTTCGTGAAAACTCCACGCTTAACGTGG 
AGCGTGCGGGCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAAT 
GCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAA 
AGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGC 
GACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAG 
AACCTTACCTGGGCTTGACATGCGCCAGACATCCCCAGAGATGGGGCTTCCCTTGTGGTTGGTGTACAGG 
TGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
CCTACGTTGCCAGCGCGTCATGGCGGGGACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGG 
ATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCT 
GCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTG 
CGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCGTAAGGGGGGGAGTGG 
TCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCA 
CCTCCTT 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


>gi|219857256|ref|NR_024887.1| Desulfovibrio senezii strain CVL 16S ribosomal RNA, partial sequence 


AGAGTTTGATCCTGGCTCAGATTGAACGCTGGTGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAGCTC 
CTTCGGGAGTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATGATCTACCCAGATGATCGGGATAAC 
AGTTGGAAACGACTGCTAATACCGGATACGCTCCCATTTCGAACTGGGGGGAAAGGTGGCCTCTTCATGA 
AAGCTACTGCATCTGGATGAGTCCGCGTCCCATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCAACG 
ATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCACGTGGGGGATGAAGGCCTT 
CGGGTCGTAAACCTCTGTCAGAAGGGAAGAAACGCGCCATTTCAAATAGGCTTGGCGTTTGACGGTACCT 
TCAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAA 
TCACTGGGCGTAAAGCGTACGTAGGCGGCGTGTCAAGTCAGGTGTGAAAGCCCTCGGCTCAACCGGGGAA 
TTGCACTTGAAACTGATATGCTAGAGGTCTGGAGGGGGTAGCGGAATTCCCGGTGTAGGAGTGAAATCCG 
TAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACAGTAACTGACGCTGAGGTACGAAAGT 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGGATGCTAGGTGTCGGGTGG 
CAACATTCGGTGCCGAAGTCAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTA 
CCTGGGTTTGACATCCCGCGAATCCTCTAGAGATAGAGGAGTGCCCTTCGGGGAATGCGGTGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGT 


CAGTTGCCAGCAAGTAATGTTGGGCACTCTGGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACG 
ACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTACTACAATGGCGCAGACAATGGGCAGCT 
AAACCGCGAGGTCACGCGAATCCCAAAAACTGCGTCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCAT 
GAAGTTGGAATCGCTAGTAATCCCGGGTCAGCATACCGGGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCACGAAAGTTGGTTCTACCCGAAGTCGTCGAGCTAACCCTCGGGAGGCAGGCGCCGACG 
GTAGGGCTGATAATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCT 
T 


>gi|219857255|ref|NR_024886.1| Fusibacter paucivorans strain SEBR 4211 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAATTTAT 
GGAATGAACCTTCGGGTGAGTGAAGTAAAGGAAAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCC 
CCATACAAAGGGATAGCCACTGGAAACGGTGATTAATACCCTATAACCCATTAGTATCGCATGATACAGA 
TGGCAAAGATTTATCGGTATGGGATGGACCCGCGTCTGATTAGCTAGTTGGTAAGGTAACGGCTTACCAA 
GGCGACMATCAGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGTGTGAGTGAAGA 
AGGCCTTCGGGTTGTAAAACTCTGTCCTAAGGGAAGAAACAAATGACGGTACCTAAGGAGGAAGCCCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGG 
GTGCGTAGGCGGCCTAGCAAGTCAGGGGTGAAAGGCATTGGCTCAACCAATGTAAGCCTTTGAAACTGTT 
GGGCTTGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAAC 
ACCAGTGGCGAAGGCGACTTACTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCGGGTGTCAAAGCTCGGTGCCGCA 
GCAAACGCATTAAGTATTCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCT 
CTTGATCGTCTATTAATGTAGACTTTCCTTCGGGACAAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGTTTAGTTGTCATCAGGTAAAG 
CTGGACCCTCTAGACAGACTGCCGGGGATAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGATCTGGGCTACACACGTGCTACAATGGCTGGTACAACGGGCAGCGAAAGAGTGATCTGGAGCGA 
ATCCTATAAAAGCCAGTCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAGTTGCTAGT 
AATCGCGGATCAGAATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAA 
GTTGGGGGCGCCCGAAGCCAGTGGCCTAACCCTTATGGGAGGGAGCTGTCGAAGGTGGGACTAATGACTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857254|ref|NR_024885.1| Paralactobacillus selangorensis strain LMG 17710 16S ribosomal RNA, 
partial sequence 
CTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACTTTCATCGAGTGCTTGCACTT 
GATGAAAGTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCAAAGCGGGGAATAACATTTGGA 
AACAGATGCTAATACCGCATAACAACGAAGACCACATGGTCTTCGTTTGAAAGACGGCGTAAGCTGTCAC 
TTTGGGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCCTACCAAGGCGATGATACGTAGCC 
GACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCTACGGGAGGCAGCAGTAGGG 
AATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAA 
ACTCTGTTGTTAGAGAAGAACGTGGGTGAGAGTAACTGCTCATCCAGTGACGGTATCTAACCAGAAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA 
AAGCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAAGTGCATCGGAAA 
CTGGAAGACTTGAATGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGA 
AGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTGATTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAAGTGTTGGAGGGTTTCCGCCCTTC 
AGTGCTGCAGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCT 
TGACATCTTCTGCTATCTCTAGAAATAGAGAGTTCCCTTCGGGGACAGAATGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTACTAGTTGCCAG 
CATTAAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTCGCTAAACCGCGAGAG 
TCAACTAATCTCTTAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATC 
GCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGAGAGTTTGTAACACCCGAAGTCGGTGGGGCAACCCGTANNNNNGCTAGCCGCCTAAGGTGGGACCGA 
TGATTAGGGTGAAGTCGTAACAAGG 


>gi|219857253|ref|NR_024884.1| Dechloromonas agitata strain CKB 16S ribosomal RNA, partial sequence 
TGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGG 
CGAACGGGTGAGTAATGTATCGGAACGTACCTTTCAGTGGGGGATAACGTAGCGAAAGTTACGCTAATAC 
CGCATATTCTGTGAGCAGGAAAGCAGGGGATCGCAAGACCTTGCGCTGATTGAGCGGCCGATATCAGATT 
AGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCTACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACC 
CTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAATC 
GCATCAGCTAATACCTGGTGTGGATGACGGTACCCGAATAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTA 
AGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAACTGCGCTTGTGACTGCACAGCTAGAGTACGGCAGA 
GGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGC 
CCCCTGGGCCGATACTGACGCTCATGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGTCAACTAGGTGTTGGGTGGGTAAAACCACCTAGTACCGTAGCTAACGCGTGAAG 
TTGACCGCCTGGGGAGTACGGCCGCAAGGT TAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCCAGAAGCCCGGAGA 


GATTTGGGTGTGCCCGAAAGGGAACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTTAGTTGGGCACTTTAAC 
GAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGC 
TTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAGCCG 
ATCGTAGTCCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCA 
TGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCCGCCAGA 
AGATGGATGCCTAACCGCAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAA 
GGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCC 


>gi|219857252|ref|NR_024883.1| Kluyvera georgiana strain ATCC 51603 16S ribosomal RNA, partial sequence 
CGCTGGCGGCAGGCC TAACACATGCAAGTCGAACGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGTGG 
CGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATAC 
CGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGTGCCCAGATGGGATT 
AGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGC 
ATTNNGGTTAATAACCNNAGNGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTA 
AGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGAAACTGGCAAGCTTGAGTCTCGTAGA 
GGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGC 
CCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGTCTATTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAAT 
AGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAG 
ATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCCGGCCGGGAACTCAAAGG 
AGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCT 
ACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATG 
TCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAAT 
GCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAA 
GTAGGTAGCTTAAC 


>gi|219857251|ref|NR_024881.1| Planomicrobium mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAACTGAAAGAGCTTGCTCCTTCAGTTTAGCG 
GCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAAT 
ACCGAATAGTTTTTTGCCCCTCCTGGGGCGAAACGGAAAGACGGTTTCGGCTGTCACTGCAGGATGGGCC 
CGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCSACGATGCGTAGCCGACCTGAGAGGGT 
GATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAA 
TGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTTTTCGGATCGTAAAACTCTGTTGTGA 
GGGAAGAACAAGCATCATCTAACTAATGGTGCCTTGACGGTACCTCACCAGAAAGCCACGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGG 
CGGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGA 
GTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGG 
CGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTA 
ACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTG 
ACCGCCTAGGAGACTAGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGG 
GCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCAGCCAACCCGCGAGGGGGAGCCAATCC 
CAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCG 
TGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTG 
TAACACCCGAAGTCGGTGAGGTAACCCTTGTGGAGCCAGCCGCCGAAGGTGGGACGGATGATTGGGGTGA 
AGTCGTAACAA 


>gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae strain ACCC 19665 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGG 
GGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAACAACTCCGGGAAACTGGAG 
CTAATACCGTATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGT 
TGGTGGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCC 
AGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTA 
ACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCG 
GAATTACTGGGCGTAAAGCGCACGTAGGCGGATACTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCG 
GAACTGCCTTTGATACTGGGTATCTCGAGTCCGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAAT 
TCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTTGGC 
AAGTTTACTTGTCGGTGGCGCAGCTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAA 
CCTTACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATTCCTTCAGTTCGGCTGGACCGGTGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 


TCGCCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTG 
GGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGG 
GCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAG 
TGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGA 
CCACGGTAGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACC 
TCC 


>gi|219857248|ref|NR_024878.1| Rhodanobacter lindaniclasticus strain RP5557 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGCAGCACAGAGGAGCT 
TGCTCCTTGGGTGGCGAGTGGCGGACGGGTGAGTAATGCATCGGGATCTACCCTGACGTGGGGGATAACC 
TCGGGAAACCGGGACTAATACCGCATACGTCCTACGGGAGAAAGCGGGGGACCTTTTAGGCCTCGCGCGG 
CAGGACGAACCGATGTGCGATTAGCTAGTTGGCGGGGTAATGGCCCACCAAGGCGACGATCGCTAGCTGG 
TCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAG 
CACTTTTATCAGGAGCGAAATCTGCATGCTTAATACGTGTGCAGTCTGACGGTACCTGAGGAATAAGCAC 
CGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA 
AGGGTGCGTAGGCGGTTCGTTAAGTCTGTCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGATGATACT 
GGCGAGCTAGAGTGTGTCAGAGGATGGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGG 
AACATCAGTGGCGAAGGCGGCCATCTGGGACAACACTGACGCTGAAGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGTCTCAACTCGAAGATCAG 
TGTCGAAGCTAACGCGTTAAGTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGA 
CATGTCCGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATCGGAACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGA 
GTAATGTCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTCGGTACAGAGGGTTGCAATACCGGGAGGTG 
GAGCCAATCCCAGAAAGCCGATCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCG 
CTAGTAATCGCGGATCAGCTATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGTTGCTCCAGAAGGCGTTAGTCTAACCGCAAGGGGGACGACGCCCACGGAGTGGTTCATG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTATC 


>gi|219857247|ref|NR_024877.1| Tessaracoccus bendigoensis strain Benl06 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCTTTCGGGGGT 
ACACGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAACATCTGGAAACA 
GTTGCTAATACTGGATATGAGCTGCCCTGGCATCGGGGTGGTTGGAAAGTTTTTCGGTCAAGGATGGACT 
CGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGC 
GACCGGCCACATTGGGACTGAGATACGGGCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGGGAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTCCGGGTTGTAAACCGCTTTCATCC 
ATGACGAAGCTTTTGTGACGGTAGTGGAAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGCCGTAAAGAGCTTGTAGGCGGTTTGTTGCGTCGGGAG 
TGAAAACTCAGGGCTTAACCCTGAGCCTGCTTCCGATACGGACAGACTTGAGGAAGGTAGGGGAGATTGG 
AATTCCTGGTGAAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGATCTCTGGAC 
CTTTCCTGACGCTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTA 
AACGGTGGGTACTAGGTGTGGGGGACATTCCACGTTCTCCGTGCCGCAGCTAACGCATTAAGTACCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCGGCGGAGCATGC 
GGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATGCCGGAAACATCTAGAGATAGGT 
GCCCCTTTATGGTCGGTTTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCAAGTTGTGTTGGGGACTCATAGGAGACCGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATG 
CTACAATGGCCGGTACAAAGAGTTGCGAGCCTGTGAGGGTGAGCGAATCTCAAAAAACCGGTCTCAGTTC 
GGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGG 
CNCTNAACCTTTTTGGAGGGAACCGTCNAAGGTGGGACCGGTAATTAAGACTAAGTCGTAACAAG 


>gi|219857246|ref|NR_024876.1| Gracilibacillus halotolerans strain NN 16S ribosomal RNA, partial sequence 
TCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAAACCGATTC 
CTTCGGGATGAAGTTTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTGTAAGACT 
GGGATAACTCCGGGAAACCGGGGCTAATACCGGATAGAGTTTCCTCTCGCATGAGAGGAATCGGAAAGGC 
GGCTTCGGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGG 
CAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGAAGAAG 
GTTTTCGGATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTACCGTTTGAATAAGGCGGTACCTTGACGG 
TACCTATCGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTC 
CGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAATCTTGCGGCTCAACCG 
CAAGCGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAA 
ATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGTGCG 
AAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTA 
GGGGGTTTCCGCCCCTTAGTGCTGGAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGC 
TGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGGTCTTGACATCTTTGGCCATCTCTAGAGATAGAGAGTTCCCTTCGGGGACCAAATGA 


CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGATCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAGAGGG 
CAGCGAAGCCGCGAGGTGAAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCC 
TGCATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGTGGTAACCTTTATGGAGCCAGCCG 
CCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCA 
C 


>gi|219857239|ref|NR_024867.1| Thermus scotoductus strain Se-1 16S ribosomal RNA, partial sequence 
TCAGGGTGAANNCTGGCGGCGTGCCTAAGACATGCAAGTCGAGCGGGGCAGGTTTATACCTGTTCAGCGG 
CGGACGGGTGAGTACCGCGTGGGTGACCTACCCGGAAGAGNCGGACAACCTGGGGAAACCCAGGCTAATC 
CGCCATGTGGTCCTATCCTGTGGGGTAGGACTAAAGGGTGGATAGCCCGCTTCCGGATGGGCCCGCGTCC 
CATCAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGACGGGTAGCCGGTCTGAGAGGATGGCCGGC 
CACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGACGG 
AAGTCTGACGGAGCGACGCCGCTTGGAGGAGGAAGCCCTTCGGGGTGTAAACTCCTGAACTGGGGACGAA 
AGCCCTGTGTAGGGGGATGACGGTACCCAGGTAATAGCGCCGGCCAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGGCGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCCTGGGGCGTCCCAT 
GTGAAAGGCCACGGCTCAACCGTGGAGGAGCGTGGGATACGCTCAGGCTAGAGGGTGGGAGAGGGTGGTG 
GAATTCCCGGAGTAGCGGTGAAATGCGCAGATACCGGGAGGAACGCCGATGGCGAAGGCAGCCACCTGGT 
CCACTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCT 
AAACGATGCGCGCTAGGTCTCTGGGGTTTATCTGGGGGCCGAAGCCAACGCGTTAAGCGCGCCGCCTGGG 
GAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCTGGGGAACCTGGGTGAAAGCCTGGGGTG 
CCCGCGAGGGAGCCCCAGCACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGGTTGGGCCGGGCACTCTAAGGGGACTGCCT 
GCGAAAGCNGGAGGAAGGCGGGGACGACGTCTGGTCATCATGGCCCTTACGGCCTGGGCGACACACGTGC 
TACAATGCCCACTACAGAGCGAGGCGACCCAGTGATGGGGAGCGAATCGCAAAAAGGTGGGCGTAGTTCG 
GATTGGGGTCTGCAACCCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGCGGGTTCTACCCGAAGTCGCCGGG 
AGCCTTAGGGCAGGCGCCGAGGGTAGGGCTCGTGACTGGGGCGAAGTCTGTAACAAGGTAGCTGTACCG 


>gi|219857238|ref|NR_024866.1| Methylarcula terricola strain hl 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGTCGACTTTCG 
GGATAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTCACTGCGGAATAGCCCAGGGAAACTTG 
GATTAATACCGCATACGCCCTTCAGGGGAAAGATTTATCGGTGAAGGATCGGCCCGCGTTAGATTAGGTA 
GTTGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGAT 
CTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTCGTAAAGATCTTTCAACTGGGAAGATAATGACGG 
TACCAGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTT 
CGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACAGGAAAGTTAGGGGTGAAATTCCGGGGCTCAACCT 
CGGAACTGCCTTCAAAACTATCTGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGCTCGATACTGACGCTRAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTAGTCCACGCCGTAAACGATGGATGCCAGACGTCG 
GGTTGCTATCTGTTCGGTGACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGGCTGTGGTTTAATTCGAAGCAACGCGCAGAA 
CCTTACCAACCCTTGACATCCCGGGCCAGCACCAGAGATGGTGTCTCCACTTCGGTGGCTCAGAGACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGT 
CCCATAGTTGCCAGCAGGTTTAGCTGGGCACTCTAGGGAGACTGCCGGTGATAAGCGGGAGGAAGGTGTG 
GATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAATGGGT 
TAATCCCCAAAAGCCATCTCAGTTCGGATTGTCCTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGTTCTACCCGAAGGCAGTGCGCTAACC 


>gi|219857237|ref|NR_024865.1| Flavobacterium xanthum strain ACAM 81 16S ribosomal RNA, partial sequence 
AACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATAGTTCTTCGGAATTAGAGACCGGCGCACG 
GGTGCGTAACGCGTATGCAATCTACCTTTCACAGAGGGATAGCCCAGAGAAATTTGGATTAATACCTTAT 
AGTATAGTCAGTTGGCATCGACATGATATTAAAGATTTATCGGTGAAAGATGAGCATGCGTCCCATTAGT 
TAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGGTTAGGGGTCCTGAGAGGGAGATCCCCCACATTG 
GTACTGAGACACGGACCAGACTCCTACGGGAGGCACCAGTGAGGAATATTGGACAATGGGCGCAAGCCTG 
ACCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTATACAGGAAGAAACAGT 
TCTACGTGTAGAACCTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGATCCCAAGCTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTCAGATAAGTCAGTG 
GTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGTCTGACTTGAATTATTAGGAAGTAACTA 
GAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACT 
AATATATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGGATACTAGCTGTTGGGCGCAAGTTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGG 
AGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGATTGACCGGTTTGGAAACAGACTTTTCG 
CAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATA 
ACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCAAGTCGGGAACTCTAACAAGACTGCCAGTGCAAA 
CTGTGAAGAAAGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTACAAT 
GGCCGGTACAGAGAGCAGCCACTGGGCGAGCAGGAGCGAATCTATAAAACCGGTCACAGTTCGGATCGGA 


GTCTGCAACTCGACTCCGTGAAGCTGGGATCGCTAGTAATCGCAGATCAGCCATGATGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAANTCGGTAACCGCAAGG 
AGCTGCCTANGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTANCCNTA 


>gi|219857236|ref|NR_024864.1| Planomicrobium alkanoclasticum strain MAE2 16S ribosomal RNA, partial 
sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAANACATGCAAGTCGAGCGGAACTTTGGGAGC 
TTGCTCCCTTAGTTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACT 
CCGGGAAACCGGTGCTAATACCGAATAGTTTTTTGCCCCTCCTGGGGCGAAACGGAAAGACGGTTTCGGC 
TGTCACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGC 
GTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGANTCCTACGGGAGGCAGC 
AGTAGGGAATNTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTTTTCGGA 
TCGTAAAACTCTGTTGTAAGGGAAGAACACATGCCATTTAACTGATGGCATCTTGACGGTACCTTACCAG 
AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTG 
GGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCAT 
TGGAAACTGGAGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGA 
TGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCG 
CCCCTTAGTGCTGCAGCTAACGCATTAAGCANTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAANTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACC 
AGGTCTTGACATCCCGCTGACCGCTTTGGAGACAAGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTA 
GTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGCAAACC 
CGCGAGGGCAAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAG 
CCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTNCCCGGGCCTTGTACACACCGCCC 
GTCACACCACGAGANTTTGTAACACCCGAAGTCGGTGAAGTAACC 


>gi|219857234|ref|NR_024862.1| Citrobacter werkmanii strain CDC 0876-58 16S ribosomal RNA, partial 
sequence 
TTGATCCTGGCTCAGANTGAACNCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGSAG 
CTTGCTSCTTCGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAA 
CTACTGGAAACGGTAGCTAATACCGCATAATGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCC 
ATCGGATGTGCCCAGATGGGATTAGCTTGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTG 
GTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAA 
GTACTTTCAGCGAGGAGGAAGGTGTTGTGGTTAATAACCACAGCAATTGACGTTACTCGCAGAAGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA 
AAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCGAAA 
CTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGA 
GGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGG 
CTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTT 
GACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGC 
GGTTAGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAG 
CAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATC 
GCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATG 
ACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATC 


>gi|219857233|ref|NR_024861.1| Citrobacter farmeri strain CDC 2991-81 16S ribosomal RNA, partial sequence 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGCAGCTTGCTS 
CTTCGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGG 
AAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGAT 
GTGCCCAGATGGGATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAG 
AGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTT 
CAGCGGGGAGGAAGGGGTTATGGTTAATAACCTTANCCATTGACGTTACCCGCAGAAGAAGCACCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCA 
CGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAG 
GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATAC 
CGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGTCTATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGG 
AGCTAACGCGTTAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCC 
ACAGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGG 
CCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGACCAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGG 
ACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTA 


ATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGGTAACCGTAGGGGAACCTGCGGCTG 


>gi|219857232|ref|NR_024860.1| Actinobacillus succinogenes strain 130Z 16S ribosomal RNA, partial 
sequence 
ATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAA 
CGGGTGGAAAGCTTGCTTTCCATGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGGATCTGGCTTAT 
GGAGGGGGATAACGACGGGAAACTGTCGCTAATACCGCGTAATGTCTAAGGACTAAAGGGTGGGATTTTC 
GGACCGCCCGCCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGAC 
GATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGCCT 
TCGGGTTGTAAAGTTCTTTCGGTGGTGAGGAAGGCGAATAAGTTAACAGCTTATTCGATTGACGTTAGCC 
ACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAA 
TAACTGGGCGTAAAGGGCACGCAGGCGGCTATTTAAGTGAGATGTGAAATCCCCGGGCTTAACCTGGGAA 
CTGCATTTCAGACTGGGTAGCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCG 
TAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAACGTACTGACGCTCATGTGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTGGGGATTGGGCG 
ATAAGCCTGGTGCCCGAAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTC 
AAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTACTCTTGACATCCTCAGAATCCGGTAGAGATATCGGAGTGCCTTCGGGAACTGAGAGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTT 
TGTTGCCAGCATGTAGAGATGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGA 
CGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGAAACGA 
GCCTGCGAGGGGGAGTGAATCTCAGAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATG 
AAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGAAAGGGGGGCGTTTACCACGG 
TATGATTCATGACTGGGG 


>gi|219857231|ref|NR_024859.1| Mycobacterium alvei strain CIP 103464 16S ribosomal RNA, partial sequence 
CTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAG 
TGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTA 
ATACCGAATATGACCATGCACTTCCTGGTGTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGC 
CTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAATAGGGACG 
AAGCGCAAGTGACGGTACCTATAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAA 
CTCACAGCTTAACTGTGGGCGTGCGGGCGATACCGGCAGACTAAAGTACTGCAGGGGAGACTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAAC 
TGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGT 
GGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCAGTAGAGATATTGGTTCCC 
TTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAA 
TGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATC 
GGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAA 
CCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 


>gi|219857230|ref|NR_024858.1| Desulfocella halophila strain GSL-But2 16S ribosomal RNA, partial sequence 
AGAGTTTGATCNTGGCTCAGAATGAACGCTGGCGGCATGCGTAACACATGCAAGTCGAACGAGAAAGTTT 
CCTTCGGAAGGNGAGTAGAGTGGCGCACGGGTGAGTAACACGTAAGTAATCTGTCATCGAACCCGGGATA 
ACATTGCGAAAGNGATGCTAATACCGGATAAAGTTATTAATACTGCGGTATAAATAATGAAAGGCGGCTT 
TCGGGCAGTCGATCGATGTTGAGCTTGCGTCCCATTAGCTAGTTGGTGAGGTAAGAGCTTACCAAGGCGA 
CGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGAGGGATTTTGCGCAATGGGGGAAACCCTGACGCAGCAATGCCGCGTGAGTGAAGAAGGCC 
TTCGGGTCGTAAAGCTCTGTCAGATGGGAAGAAGTTATGTATCATTAATAGTGATGTGTATTGACGGTAC 
CATCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGG 
AATCATTGGGCGTAAAGGGCGCGTAGGCGGTTTGACAAGTCAGGTGTGAAATCCCGGAGCTTAACTCCGG 
ATGGTCATTTGAAACTGTCAAACTTGAGTTCGGCAGAGGAAAGCGGAATTCCTGGTGTAGCGGTGAAATG 
CGTAGATATCAGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGTCCGATACTGACGCTGATGCGCGAAG 
GTGTGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCACACAGTAAACGTTGATTACTAGGTGTTGGGT 
GCATAAAGCATTCAGTGCCGAAGCAAACGCATTAAGTAATCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCTGGACTTGACATCTCGGGAATCCCTTAGAGATAAGGGAGTGCCTTTCGGGGAACCCGAAGACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTCGGTTAAGTCCGGCAACGAGCGCAACCCTT 
ATCTTCAGTTACCATCATTAAGTTGGGGACTCTGAAGAGACTGCCCGGGTTAACCGGGAGGAAGGCGGGG 
ATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCAGGAACAGAGGGAA 
GCAAGTCCGCGAGGCCAAGCAAATCCCAAAAATCCTGTCCCAGTTCGGATAGGAGTCTGTAACTCGACTC 
CTTGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACAC 


ACCGCCCGTCACACCAAGAGAGCTGGCTGTACCCGACGTCGTCGAGCTAACCCTTCGGGGAGGCAGGCGC 
CTAAGGTATGGCTGGTGATTTGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 
CTCCTTA 


>gi|219857229|ref|NR_024857.1| Paenibacillus campinasensis strain 324 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAATCGATGGAGTGCTTGCACTCCTGAGA 
TTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCTCAAGACTGGGATAACTACCGGAAACGGT 
AGCTAATACCRGATAGGATATTTGGCTGCATGGCYGAATATGGAAAGGCGGAGCAATCTGTCACTTGAGG 
ATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGCGTAGCCGACCTG 
AGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 
TCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCT 
GTTGCCAGGGAAGAACGCCAGAGAGAGTAACTGCTCTTTGGGTGACGGTACCTGAGAAGAAAGCCCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCG 
CGCGCAGGCGGTTCTTTAAGTCTGGTGTTTAAACCCGGAGCTTAACTTCGGGACGCACTGGAAACTGGGG 
GACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACA 
CCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCC 
GAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CCCTTTGACCCCTCTAGAGATAGAGGTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCACGTG 
AATGGTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGACCTGGGCTACACACGTACTACAATGGCTGGTACAACGGGAAGCGAAGCCGCGAGGTGGA 
GCCAATCCTAAAAAGCCAGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACG 
AGAGTTTACAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGTAGATGATTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857228|ref|NR_024856.1| Hydrogenophaga intermedia strain $1 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGCCGCAAGGTGCTGACGAGTGG 
CGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACGCAGCGAAAGCTGCGCTAATAC 
CGCATACGATCTGCGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCGATTGGAGCGGCCGATGTCAGATT 
AGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGACTTTTGGACAATGGGGGCAACC 
CTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAG 
GCTCTGGTTAATACCTGGAGCACATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGCTGTA 
AGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAATGGCGCTTGTGACTGCAGTGCTGGAGTGTGGCAGA 
GGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAAT 
CCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTTTCTGACTCAGTAACGAAGCTAACGCGTGAAGTT 
GACCGCCTGGGGAGTACGGCCGCAAGGTTGAAAC TCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGA 
TGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAAGTTGCCAGAGA 
TGGCTTCGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCATATAGGTGGGGCTACACAC 
GTCATACAATGGCCGGTACAAAGGGCAGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCGGTCGTAG 
TCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGTCACG 
GTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAGGT 
AGCCTAACCGTAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTATCGGAAGG 


>gi|219857227|ref|NR_024855.1| Propionivibrio pelophilus strain asp 66 16S ribosomal RNA, partial 
sequence 
GGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCATGGGTGCTTGCACCTG 
ATGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCGGAAGTGGGGGATAACGTAGCGAAAGT 
TACGCTAATACCGCATATTCTGTGAGCAGGAAAGAGGGGGATCGCAAGACCTCTCGCTTTCGGAGCGGCC 
GATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGAT 
GATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAA 
TGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGTC 
GGGAAGAAATGGCACGCTCTAACATAGCGTGTTGATGACGGTACCGACATAAGAAGCACCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAG 
GCGGTTGTGTAAGTCAGAGGTGAAATCCCCGGGCTCAACCTGGGAATGGCCTTTGAGACTGCACGGCTAG 
AGTGTGACAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATG 
GCGAAGGCAGCCCCCTGGGTTACTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGATGTTGGGAGGGTTAAACCTCTTAGTGTCGTAGCT 
AACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGACCCG 
CACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCAGG 
AATCCTTGAGAGATTGAGGAGTGCCCGAAAGGGAGCCTGAACACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTAAGTTG 
GGCACTTTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT 
ATGGGTAGGGCTTCACACGTCATACAATGGTCGGTTCAGAGGGTTGCCAACCCGCGAGGGGGAGCCAATC 
TCAGAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATC 


GCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGG 
GTTCTGCCAGAAGTAGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGA 
AGTCGTAACAAGGTA 


>gi|219857226|ref|NR_024854.1| Thiomicrospira thyasirae strain DSM 5322 16S ribosomal RNA, partial 
sequence 
GGCGGCAGGCCTAACACATGCAAGTCGGACGGAAACGATAGGAGCTTGCTCCTAGGCGTCGAGTGGCGGA 
CGGGTGAGTAATGCATGGGAATCTGCCCTTTAGTTGGGGATACCGTATGGAAACGTACGTTAATACCGAA 
TGAGATCTACGGATGAAAGGTGCCCTCTTCTTGAAAGGTATCGCTAAAGGATGAGCCCATGTTAGATTAG 
CTAGTTGGTGAGGTAATGGCTCACCAAGGCATCGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCT 
GATGCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAGCACTTTTAGTGAGGAGGAAAGGTT 
AGTAGTTAATACCTGCTAGCTGTGACGTTACTCACAGAAAAAGCACCGGCTAACTCTGTGCCAGCAGCCG 
CGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTGTTAAG 
TCAGTTGTGAAAGCCCTGGGCTCAACCTAGGAACGGCGATTGAAACTGGCAGTCTAGAGTTTAGTAGAGG 
GAAGGGGAATTTCTGGAGTAGCAGTGAAATGCGTAGATATCAGAAGGAACATCAGTGGCGAAGGCGCCTT 
CCTGGACTAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCA 
CGCCCTAAACGATGTCAACTAGCTGTTGGTCTTATTAAAAAGATTAGTAGCGCAGCTAACGCGATAAGTT 
GACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCTGCGAACTTTCTAGAGA 
TAGATTGGTGCCTTCGGGAGCGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTTAGTTGAGAACTCTAATGAGA 
CTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTATGGGATGGGCTACA 
CACGTGCTACAATGGTCGGTACAAACAGTTGCGAAGCCGCGAGGTGGTGCTAATCTGAAAAAACCGATCG 
TAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTC 
ACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTG 
GGTAGTCTAACCTTCGGGAGGACG 


>gi|219857225|ref|NR_024853.1| Azonexus fungiphilus strain BS5-8 16S ribosomal RNA, partial sequence 
GATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGWGCTTCGSTCCTGGTGGC 
GAGTGGCGAACGGGTGAGTAATGTATCGGAACGTACCCTTCAGTGGGGGATAACTATCCGAAAGGATAGC 
TAATACCGCATATTCTCTGAGGAGGAAAGCGGGGGATCGCAAGACCTCGCGCTGATGGAGCGGCCGATAT 
CAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCC 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGG 
GCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAA 
GAAATCGCGTGAGTTAAATACCTTGCGTGGATGACGGTACCGGAATAAGAAGCACCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGG 
TTTTTTAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGGAAGACTAGAGTA 
TGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGA 
AGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCCTAAACGATGTCAACTAGGTGTTGGGTGGGTAAAACCATTTAGTACCGTAGCTAACG 
CGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACA 
AGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTTCAGAATC 
CTGAAGAGATTTGGGAGTGCCCGAAAGGGAGCTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTTAGTTGGGCA 
CTTTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGG 
GTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAG 
AAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGG 
ATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGYGGGTTC 
YRCCAGAAGTRGKTAGCCTAACCGYAAGGRGGGCGMTTACCACGGYRGGRTTCRTGACTGGGGTGAAGTC 
GTAAC 


>gi|219857224|ref|NR_024852.1| Azospira oryzae strain 6a3 16S ribosomal RNA, partial sequence 
GCTTACACATGCAAGTCGAACGGCAGCACGGGAGCTTGCTCCTGGTGGCGAGTGGCGAACGGGTGAGTAA 
TACATCGGAACGTACCCAGGAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATATTCTGTGAG 
CAGGAAAGCGGGGGATCGCAAGACCTCGCGCTCTTGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGAGG 
TAAAAGCTCACCAAGGCGACGATCCGTAGCAGGTCTGAGAGGATGATCTGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGC 
CGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCGGGGAAGAAATGGCAACGGCTAATATC 
CGTTGTTGATGACGGTACCCGCATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTCGTAAGACAGACGTGAAAT 
CCCCGGGCTCAACCTGGGAACTGCGTTTGTGACTGCGAGGCTAGAGTACGGCAGAGGGGGGTAGAATTCC 
ACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGTTAGTAC 
TGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT 
GTCAACTAGGTGTTGGAAGGGTTAAACCTTTTAGTACCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGA 
GTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAA 
TTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAACTTTCCAGAGATGGATTGGTGCCC 
GAAAGGGAGCCTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTCATTAATTGCCATCATTTAGTTGGGCACTTTAATGAGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACA 
ATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAGCCGATCGTAGTCCGGATC 
GCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCTACCAGAAGTAGTTAGCCTAAC 


CGTAAGGAGGGCGATTACCACGGTAGGATTCATGAC 


>gi|219857223|ref|NR_024851.1| Azoarcus indigens strain VB32 16S ribosomal RNA, partial sequence 
AACTTAAGAGTTTGATCCTGGCTCAGATTNAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCA 
GCGGNGGGCTTCGGCCCCGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGG 
GGGATAACTACGCGAAAGCGTTGCTAATACCGCATACGTCCTGAGGGAGAAAGCGGGGGATCTTCGGACC 
TCGCGCGATTGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCC 
GTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGG 
TTGTAAAGCTCTTTCGGACGGAAAGAAATCGCTTCGGCCAATACCCGAAGTGGATGACGGTACCGTAAGA 
AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGTGCGCAGGCGGTTTGCTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCG 
CTTGTGACTGGCAGGCTAGAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAG 
ATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTTGTTCGTAGAGGTAA 
CTCTGTGAGTAACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
AGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTAC 
CTACCCTTGACATGCCTGGAACCTTGGTGAGAGCCGAGGGTGCCTTCGGGAACCAGGACACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAA 
TTGCCATCATTCAGTTGGGCACTTTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCC 
GCGAGGTGGAGCTAATCCCTTAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGT 
CGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCNGGTCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACNTTCGGGAGGGCGCTTACCACGGTGAG 
ATTCATGACNNGGG 


>gi|219857222|ref|NR_024850.1| Azoarcus communis strain SWub3 16S ribosomal RNA, partial sequence 
TTACACATGCAAGTCGAACGGCAGCGGGGGCTTCNGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCA 
TCGGAACGTGCCCAGTCATGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTGAGGGGG 
AAAGTGGGGGATCTTCGGACCTCACGTGATTGGAGCGGCCGATGTCAGATTAGCTAGTTGGTGAGGTAAA 
GGCTCACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGCGCAACCCTGATCCAGCCATGCCGC 
GTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGCAAGGGAAGAAAACGTGTGGGCTAATATCCTG 
CGCGGATGACGGTACCTTGACAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGGTGTGAAATCCC 
CGGGCTTAACCTGGGAACTGCGCTTGTGACTGCACGCCTAGAGTACGGCAGAGGGGGGTGGAATTCCTGG 
TGTAGCAGTGAAATGCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGA 
CGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTC 
AACTAGTTGTTCGTAGAGGTAACTCTGTGAGTAACGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTA 
CGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTC 
GATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCCAGAACCCTCGAGAGATTGAGGGGTGCCTTCG 
GGAGCTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCATTAGTTGCCATCATTTGGTTGGGCACTCTAATGAGACTGCCGGTGACAAACC 
GGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGT 
CGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCTTAAAGCCGATCGTAGTCCGGATCGTAGT 
CTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCC 
CGGGTCTTGTACACACCGCC 


>gi|219857221|ref|NR_024849.1| Corynebacterium thomssenii strain DSM 44276 16S ribosomal RNA, partial 
sequence 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCAGTGCTTGCACTGGTGCT 
CGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGG 
TCTAATACCAGATAGGACCATGCTTTGGATGGTGTGGTGGAAAGTTTTTTCGGTGTGGGATGAGCTTGCG 
GCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTAC 
GGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCAACTGA 
CGAAGCTTTTTGTGACGGTAGGTTGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTGTGTGA 
AATTCCGGGGCTTAACTTCGGGGTTGCATACGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAG 
TAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAA 
CGGTGGGCGCTAGGTGTGAGGCCCTTCCACGGGTTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACTGAATCGGGCTAGAGATAGTCTTT 
CCCTTGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATGTTGTGGTGGGCACTTATGAGAGACTGCCGGGG 
TTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTA 
CAATGGTCGGTACAACGCGCAGCTACCTCGTGAGGGGACGCGAATCGCTGAAAGCCGGTCGTAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCT 
GTCAAAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTACCCGTACCGGAAG 
GT 


>gi|219857219|ref|NR_024847.1| Nocardioides nitrophenolicus strain NSP 41 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTTCGGGGGTACTCGAGCGG 
CGAACGGGTGAGTAACACGTGAGTAATCTGCCCTGTGCTCTGGGATAGCCACCGGAAACGGTGATTAATA 
CCGGATACGACCACTATAGGCATCTGTTGGTGGTGGAAAGTTTTTTCGGCATGGGATGTGCTCGCGGCCT 
ATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACCGGTC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGA 
AGCCTGATCCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGACGAA 
GCGAAAGTGACGGTAGGTACAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTCGCGTCGGGAGTGAAAACA 
CCGGGCTTAACTCGGTGCTTGCTTCCGATACGGGCAGACTAGAGGTATGCAGGGGAGAATGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCATTACCTG 
ACGCTGAGGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGTTGG 
GCGCTAGGTGTGGGGCCTATTCCATGGGTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAGCCCCCAGAGATGGGGGTCTCTTT 
GATACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATG 
GCCGGTACAAAGGGCTGCGATCCCGTGAGGGGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGG 
GTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCC 
TTGTGGGGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAA 
GGTGC 


>gi|219857218|ref|NR_024846.1| Aeromicrobium erythreum strain NRRL B-3381 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTTCGGGGGTACACGAGCGG 
CGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTCTCTTTGGAATAAGCGTTGGAAACGACGTCTAATG 
CCGAATATGACCCCCTGTCGCATGGTGGGGGGTGGAAAGCTCTGGCGGAGAAGGATGGGCTCGCGGCCTA 
TCAGCTTGTTGGTGTGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAA 
AGCCTGATCCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAA 
GCGAGAGTGACGGTACCTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTCGCGTCGGGAGTGAAAACT 
CAGGGCTCAACCCTGAGCGTGCTTCCGATACGGGCAGACTAGAGGTATGCAGGGGAGAACGGAATTCCTG 
GTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCATTACCTG 
ACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGG 
GCGCTAGGTGTGGGGACCTTCCACGGTTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCTGATTAATT 
CGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATGCCGGAAAGCTGCAGAGATGTGGCCCCCCTTG 
TGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTCGTCCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGATGACGTCAAGTCTTCATGCCCCTTATGTCCAGGGCTTCAAGCATGCTACAATGG 
CCGGTACAAAGGGCTGCGAAACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGG 
TCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCT 
TGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAG 
GTGC 


>gi|219857217|ref|NR_024845.1| Kribbella sandramycini strain ATCC 39419 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCG 
AACGGGTGAGTAACACGTGAGCAACCTACCCTCAACTTCGGGATAAGCCTCGGAAACGGGGTCTAATACC 
GGATATCATCTCGCGCTTCATGGTGTGGGGTTGAAAGTTCTGGCGGTTGGGGATGGGCTCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGACGAAAGT 
CTGACGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCG 
AGAGTGACGGTACCTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGTCGCGTCGGGAGTGAAAACTCGG 
AGCTTAACTCCGAGCCTGCTTCCGATACGGGCAGACTAGAGGTAGGCAGGGGAGAGCGGAACTCCTGGTG 
TAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCTTACCTGACG 
CTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCG 
CTAGGTGTGGGGGACATTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATATAGGGAAATCCTCCAGAGATGGGGGGTCCGTAAGG 
TCCTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGG 
TACAAAGGGCTGCGAAACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTG 
CAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCTTGTG 
GAGGGAGCCGTCGAAGGTGGGGCTGGCGATTAGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|219857216|ref|NR_024844.1| Methylorhabdus multivorans strain DM13 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCACCGCAAG 
TGGTAGCGGCAGACGGGTGAGTAACACGTGGGAATGTACCCAATGGCACGGAATAATTCCGGGAAACTGG 
AACTAATACCGTATGAGCCCGTAAGGGGAAAGATTTATCGCCGAAGGATGAGCCCGCGTCTGATTAGCTA 
GTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGAT 
CCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGCCGACGGAGATAATGACGG 
TATCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTT 
CGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATTTTAAGTCAGGGGTGAAAGCCTGGAGCTCAACTCC 
AGAACTGCCCTTGATACTGGGTATCTCGAGTCCGGAAGAGGTAAGTGGAACTGCGAGTGTAGAGGTGAAA 
TTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTTACTGGTCCGGTACTGACGCTGAGGTGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAAGCCGTAAACGATGGAGGCTAGCCGTTGG 
TGAGCATGCTCATCAGTGGCGCACGTAACGCATTAAGCCTCCCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGA 
ACCTTACCAGCCTTTGACATGTCTCGGAAGTGGATCAGAGATGGACCACGCTCTTCGGAGCCGGGAACAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACTTT 
CGCCCTTAGTTGCCATCATTAGTTGGGCACTATAGGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGAA 
GATGACGTCAAGTCCTCATGGCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAG 
CGAACTCGCGAGTGTAAGCAAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCA 
TGAAGTTGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTACACAC 
TGCCCGT 


>gi|219857215|ref|NR_024843.1| Methylopila capsulata strain IM1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCGCAAGG 
GGAGCGGCAGACGGGTGAGTAACGCGTGGGGATGTGCCTGGTGGTACGGAACAACTCAGGGAAACTTGAG 
CTAATGCCGTATAAGCTTCGGGGGAAAGATTTATCGCCACCAGATCAACCCGCGTTGGATTAGCTAGTTG 
GTGAGGTAACGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAG 
CCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGCTGGGGAAGATAATGACGGTACC 
CAGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGA 
ATCACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGGGTGAAATCCCAAGGCTCAACCTTGGA 
ACTGCCTTTGATACTGGAAGTCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTC 
GTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGCTA 
GTATGCTGGTCAGTGGCTGCAGTAACGCTTTAAGCTTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 
CAAAGGAATTGACGGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCT 
TACCAGCTCTTGACATCCCGTGCTACTCAGAGAGATTTGAGGTTCCCTTCGGGGACGCGGAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTTCGCCCC 
TAGTTGCCATCATTCAGTTGGGCACTCTAGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGAGATGAC 
GTCAAGTCCTCATGGCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCGAAGG 
AGCGATCCGGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGG 
TGGAATCGCTCGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACTGCCCG 
T 


>gi|219857214|ref|NR_024842.1| Streptococcus parasanguinis strain ATCC 15912 16S ribosomal RNA, partial 
sequence 
TTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAAGCTTGGTGC 
TTGCACCGAGCGGAGGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTCTTAGCGGGGGATAAC 
TATTGGAAACGATAGCTAATACCGCATAAAAGTCGACATTGCATGATGTTGACTTGAAAGGTGCAAATGC 
ATCACTAAGAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATMCA 
TAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGAT 
CGTAAAGCTCTGTTGTAAGAGAAGAACGAGTGTGAGAGTGGAAAGTTCACACTGTGACGGTAACTTACCA 
GAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTRTCCGGATTTATT 
GGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTACGCTT 
TGGAAACTGTTTAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATA 
TATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGTCCTTTCCG 
GGACTCAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACC 
AGGTCTTGACATCCCTCTGACCGCTCTAGAGATAGAGCTTTCCTTCGGGACAGAGGTGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGT 
TGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCA 
AATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCGAGTCGG 
TGACGGCAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTC 
GGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGA 
TAGATGATTGGGGTGAAGTCGTAACAAGTAGCCGTATCGGAAG 


>gi|219857213|ref|NR_024841.1| Streptococcus sanguinis strain ATCC 10556 16S ribosomal RNA, partial 
sequence 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAAGAGAGGAGCT 


TGCTCTTCTTGGATGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCGGGGGATAACT 
ATTGGAAACGATAGCTAATACCGCATAAAATTGATTATTGCATGATAATTAATTGAAAGATGCAATTGCA 
TCACTACCAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATACAT 
AGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATC 
GTAAAGCTCTGTTGTAAGAGAAGAACGGGTGTGAGAGTGGAAAGTTCACACTGTGACGGTATCTTACCAG 
AAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTG 
GGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTATGCTTT 
GGAAACTGTTTAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATAT 
ATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCCTTTCCGG 
GGCTTAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCA 
GGTCTTGACATCCCTCTGACCGCTCTAGAGATAGAGTTTTCCTTCGGGACAGAGGTGACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTT 
GCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAA 
ATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCAAGCCGGT 
GACGGCAAGCTAATCTCTGAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCG 
GAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCT 


>gi|219857212|ref|NR_024840.1| Saccharopolyspora taberi strain DSM 43856 16S ribosomal RNA, partial 
sequence 
TGCAAGTCGAACTCTGAACATCTTCGAGGTGTGTATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATC 
TGCCCTGCACTCTGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATACGATATCGGACCGCATGGTCT 
GGTGTGGAAAGTTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTAC 
CAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGATAGCCTGACGCAGCAACGCCGCGTGGGGGA 
TGACGGCCTTCGGGTTGTAAACCTCTTTCGACACCGACGAAGCCTCTTGGGGTGACGGTAGGTGTAGAAG 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGG 
GCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGCTCGTGAAAACTGGAGGCTTAACCTTCAGCTTGCGGT 
CGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATAT 
CAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGA 
GCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTGTTTCCA 
CGGTTCCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTAC 
CTGGGTTTGACATGCACCAGATCGGTATAGAGATATATCTTCCCTTGTGGTTGGTGTACAGGTGGTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTT 
GCCAGCACGTAATGGTGGGGACTCGCGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGCCCCTTATGCCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGTGGCGATACC 
GTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGT 
CGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCGTGTGGGGGGAGTGGTCGAAGGTG 
GGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857211|ref|NR_024839.1| Saccharopolyspora spinosa strain DSM 44228 16S ribosomal RNA, partial 
sequence 
GCAAGTCGAACGCTGAAGCATCTTCGAGGTGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATC 
TGCCCTGCACTCTGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATATGACACATTATCGCATGGTGG 
TGTGTGGAAAGTTCTGGCGGTGCAGGATGAGTCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTAC 
CAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGGGGGA 
TGACGGCTTCGGGTTGTAAACCTCTTTCGACATCGACGAAGCCTTCGGGTGACGGTAGGTGTAGAAGAAG 
CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTCTCCGGATTTATTGGGCG 
TAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACCTGCAGCTTAACTGTGGGCTTGCGGTCGA 
TACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAG 
GAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGATGGGTTCCACTG 
TTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTG 
GGTTTGACATGCACTAGACAGCTCCAGAGATGGGGTTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCC 
AGCGGGTTATGCCGGGGACTCGTGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGCCCCTTATGCCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGTGGCGATATCGTG 
AGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCTCGTGAAGTCGG 
AGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCTTGTGGGGGGAGTGGTCGAAGGTGGGA 
CTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857210|ref|NR_024838.1| Microbispora mesophila strain JCM 3151 16S ribosomal RNA, partial sequence 
ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGA 
ACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCG 
GATACGACCATCTTCCGCATGGGATGGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCA 


GCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCC 
TGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGGCAGGGACGAAGTTG 
ACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCG 
TTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCCCGTGGCTT 
AACTACGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGTGGAATTCCTGGTGTAGCG 
GTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAG 
GAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGG 
TGTGGGGGTCTTCCATGGTTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAA 
CGCGAAGAACCTTACCAAGGTTTGACATACACCGGACGCGCTCGGAGACGGGTGTTCCTTTCGGGGCTGG 
TGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTTCCATGTTGCCAGCGGCGGCTTTCGGGCCGGCCGGGGACTCATGGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAAT 
GGTCGGTACAGAGGGCTGCTAACCCGTGAGGGGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACC 
CGTTTGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 


>gi|219857208|ref|NR_024836.1| Helicobacter ganmani strain CMRI H02 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTCTAGCTTGCTAGAGTGGATTA 
GTGGCGCACGGGTGAGTAATGCATAGATAACATGCCCTTTAGTCTAGGATAGCCATTGGAAACGATGATT 
AATACTGGATACTCCTTACGAGGGAAAGTTTTTCGCTAAAGGATTGGTCTATGTCCTATCAGCTTGTTGG 
TGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGAACGGACACACTGGAACTGA 
GACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGC 
AACGCCGCGTGGAGGATGAAGGTTTTCGGATTGTAAACTCCTTTTGTTAGAGAAGATAATGACGGTATCT 
AACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAA 
TCACTGGGCGTAAAGAGCGCGTAGGCGGGATAGCAAGTCAGATGTGAAATCCTATGGCTTAACCATAGAA 
CTGCATTTGAAACTGTTATTCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCG 
TAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTAGAACATAACTGACGCTGATGCGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTTGTGGAG 
CTTGTCTCTGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAAC 
TCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACACGAAGAACC 
TTACCTAGGCTTGACATTGATAGAATCCGCTAGAGATAGTGGAGTGCTAGCTTGCTAGAACTTGAAAACA 
GGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTC 
GTCCTTAGTTGCTAACTATTCGGTAGAGCACTCTAAGGAGACTGCCTTCGCAAGGAGGAGGAAGGTGAGG 
ATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGAAGCACAAAGAGAT 
GCAATATTGTGAAATGGAGCAAATCTATAAAACTTCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAAATCAGCTATGTTACGGTGAATACGTTCCCGGGTCTTGTACTC 
ACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGAATGCCAAACTGGCTACCGCCCACGGCG 
GATGCAGCGACTGGGGTG 


>gi|219857207|ref|NR_024835.1| Lactobacillus manihotivorans strain OND 32 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGATTTTAT 
TAATTGATTACTTCGGTATGATTTTTCTAAAATCGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTG 
CCCTTAAGTAGGGGATAACATTTGGAAACAGATGCTAATACCGTATAAATCTCAGAAACACATGTTTCTG 
AGCTGAAAGGCGGCTTTCGAGCTGTCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAA 
AGGCTCACCAAGGCAGTGATACGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGC 
CCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGC 
GTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTGGAGAAGAACACGTTTGAGAGTAACTGTTC 
AGACGTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTG 
GCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCT 
TCGGCTTAACCGAGGAAGTGCATCGGAAACTGGGGAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATG 
TGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGA 
CGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAA 
TGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTA 
CGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTATGCCAATCTGAGAGATCAGACGTTCCCTTCG 
GGGACATAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATGACTAGTTGCCAGCATTCAGTTGGGCACTCTAGTAAGACTGCCGGTGACAAACC 
GGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGA 
TGGTACAACGAGTTGCGAACCCGCGAGGGCAAGCTAATCTCTTAAAGCCATTCTCAGTCCGGACTGTAGG 
CTGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGAGAATTTGTAACACCCGAAGCCGGTGGGGTAACCTTTT 
AAGAACTAGCCGTCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCT 
GCGGCTGGATCACCTCCTT 


>gi|219857206|ref|NR_024834.1| Thiobacter subterraneus strain C55 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGCCCTTC 
GGGGTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCAGGAGTGGGGGATAACCAGTC 
GAAAGATTGGCTAATACCGCATACGTCCTGAGGGGGAAAGCGGGGGACCGTAAGGCCTCGCGCTCTTGGA 
GCGGCCGATGTCCGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGA 


GAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTT 
GGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTT 
TCGGACGGGAAGAAATCGCCCTGGCTAATATCTGGGGTGGATGACGGTACCGTAAGAAGAAGCACCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGT 
GCGCAGGCGGCTCATTAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGGTG 
GGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACA 
CCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTGGTGGAGAAATCCATTAGTGACGC 
AGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGG 
CAGGAATCCTCCAGAGATGGGGGAGTGCCCGAAAGGGAACCTGCACACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACATTTGG 
TTGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTCGCCAACCCGCGAGGGGGAGCCA 
ATCCCAGAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTA 
ATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTTCACCAGAAGTGGGTAGCCTAACCGCAAGGGGGGCGCTTACCACGG 


>gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila strain Pd55 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAGGGGCAGCAGCATTTATCTTCGGATAGATGGC 
TGGCGACCGGCGGACGGGTGAGTAACACGTAGCTACTTGCCCCACAGTGTGGGACAACACGTGGAAACGC 
GTGCTAATACCGCATACACCCGAGAGGGGAAAGGCCGTAAGGTCGCTGTGGGAGAGGGCTGCGGCGTATC 
AGCTAGTTGGCAGGGTAAGAGCCTACCAAGGCGATGACGCGTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGC 
CTGACCCAGCAATGCCGCGTGGAGGAAGAAGCCTTTCGGGGTGTAAACTCCTTTTATCAGGGAAGAAGAT 
GACGGTACCTGATGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGAGCGAGCG 
TTACTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTAAGTTAGGAGTGAAAGCCCACAGCTC 
AACTGTGGAACTGCTTCTAAAACTGCCAGACTAGAGTCCGGGAGAGGCTGCGGGAATTCCTGGTGTAGGG 
GTGAAATCCGTAGAGATCAGGAGGAATGCCGAAAGCGAAGGCGCGCAGCTGGAACGGAACTGACGCTGAG 
GCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGCCACTAGT 
GGTTGGGGGGACAGTCCTTCAGTCACGCAGCAAACGCGATAAGTGGCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATAGACGGGGACCCGAACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACG 
CGAAGAACCTTACCTGGGCTTGACATCCGGGGGATCCTCCAGAGATGGGGGAGTGCTAACTTCGGTTAGA 
ACTCCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCCTGCCCTTAGTTGCTAACGGTTAGGCCGAGCACTCTAAGGGGACTGCCCGGGCAACCGGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCGACACACGTGCTACAATGGTGGG 
GACAAAGAGAGGCGATACCGCGAGGTGGAGCAAATCTGGAAAACCCCATCCTAGTTCGGATTGCACTCTG 
CAACTCGAGTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCG 
GGTCTTGTACTCACCGCCCGTCACACCATGGGAGTCGTGCTCACCCGAAGTCGGTATCCTAAAGATTAGG 
GCCGCCGACGGTGGGCACGGCGACTGGGGTG 


>gi|219857204|ref|NR_024832.1| Nocardia takedensis strain MS1-3 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCG 
AACGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GGATATGACCGCATGCTGCATGGTGTGTGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCG 
GAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
GAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTTCTGTGAAAACTCAC 
AGCTCAACTGTGAGCTTGCAGGGGATACGGGCAGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACG 
CTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTA 
CTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTG 
GTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTCCTGTGTTGCCAGCGGGTTATGCCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCC 
GGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTC 
TGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTT 
GTGGGAGGGAGCCGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGT 


>gi|219857203|ref|NR_024831.1| Lentibacillus juripiscarius strain IS40-3 16S ribosomal RNA, partial 
sequence 

AGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAGGTAATCGCCCTTCGGGG 
CGTGCGCCTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAA 
CTCCGGGAAACCGGGGCTAATACCGGATGATGTCTTTCCTCGCATGAGGGAAGGCTGAAAGACGGCCTTT 
GTGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGTTAGTTGGTGAGGTAAGAGCTCACCAAGGCGACG 
ATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTT 
CGGATCGTAAAACTCTGTTGTCAGGGAAGAACAAGCGTGGTTCGAACAGGGCCATGCCTTGACGGTACCT 


GACCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAA 
TTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAATCTCGCGGCTTAACCGCGAGC 
GGTCATTGGAAACTGGGAGGCTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCG 
TAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGC 
GTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGAGTGCTAGGTGTTAGGGGG 
TTTCCGCCCCTTTGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAA 
CTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAGGTCTTGACATCCTCTGACAGCGGCAGAGATGCCGTGTTCCCTTCGGGGACAGAGTGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGAT 
CTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATG 
ACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGAAGCG 
AAGCCGTGAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGTAT 
GAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAG 
GTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219857202|ref|NR_024830.1| Alkalibacterium psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
sequence 
TGCCTAATACATGCNAGTCNAACGCTGAAGCACTCTGCTTGCAGAGTGTGGATGAGTGGCGAACGGGTGA 
GTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAACATCCGGAAACGGGTGCTAATACCGCATAGGTG 
AACGGAGCGCATGCTCTGCTCATTAAAGATGGCCTTGTGCTATCGCTTATGGATGGACCCGCGGCGTATT 
AGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGATGATACGTAGCCGACCTGAGAGGGTGATCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGC 
CTGATGGAGCAATACCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACAC 
GCAGAACAGTAACTGGTTCTGCGCTGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCTTTTA 
AGTCTGATGTGAAAGCCCACGGCTCANCCGTGGATGGTCATTGGAAACTGGAAGACTTGAATGCAGAANA 
GGTAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAANGCGAC 
TTACTGGTCTGTTATTGACGCTNAGGCTCGAAAGCGTGGGGAGCANACAGGATTAGATACCCTGGTAGTC 
CACGCCGTANACGATNAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGGAGCTAACGCATTAAG 
CACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGATCTTGACATCCTCTGACCACCCAAGA 
GATTGGGCTTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGTTGGGCACTCTAGCGA 
GACTGCCGGTGATAAACCGGAGGAAGGCGGGGATGACGTCNAATCATCATGCCCCTTATGATCTGGGCTA 
CACACGTGCTACAATGGATGGTACAACGAGTTGCGAGACCGCGAGGTTTAGCTAATCTCCTAAAGCCATT 
CTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGAACG 
CCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGGAACACCCGAAG 
TCGGTCGAGTAACCCTTTTAGGGAGCTAGCCGCCGAAGGTGGGCTGGATGATTGGGGTGAAGTCGTAACA 
AGGTAGCCGTATCGGAAGGTGC 


>gi|219857201|ref|NR_024829.1| Clostridium straminisolvens strain CSK1 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGATATATTGAAGNTTTATCGGATATAT 
ATCTTAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGGGATAACACAGGGAAACT 
TGTGCTAATACCGCATAACATAACGAGGCGGCATCGCTTTGTTATCAAAGGAGCAATCCGGTATGAGATG 
GGCCCGCGTCCGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCGGTAGCCGAACTGAGA 
GGTTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
GCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGCCTTCGGGTTGTAAACTTCTTTG 
ATTGGGGACGAAGAAAGTGACTGTACCCAAAAAACAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGGATGCAAGTCAGA 
TGTGAAATTCCGGGGCTTAACCCCGGCGCTGCATCTGAAACTGTATCTCTTGAGTGCTGGAGAGGAAAGC 
GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGG 
ACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACACAATAAGTATCCCA 
CCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTTGAAAGTCCTAGAGATAGGA 
TTTCTCTTCGGAGCAAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCCTGTTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGG 
TGACAAATCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTAC 
TACAATGGCTGTTACAAAGGGAAGCTAAGCCGCGAGGTGGAGCAAATCCCCAAAGGCAGCCCCAGTTCAG 
ATTGCAGGCTGAAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATGGCAGGTCAGCATACTGCCGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCTGCAACACCCGAAGTCAGTAGTCT 
AACCGCAAGGAGGACGCTGCCGAAGGTGGGGCCGATGATTGGGGTGA 


>gi|219857200|ref|NR_024828.1| Zobellia russellii strain KMM 3677 16S ribosomal RNA, partial sequence 
CCTAACACATGCAAGTCGAGGGGTAACAAGTCTAGCTTGCTAGATGTTGACGACCGGCGCACGGGTGCGC 
AACGCGTATACAATCTGCCCCCTACTGTGGGATAGCCCAGAGAAATTTGGATTAATACCACATGGTACCA 
TATTACGGCATCGTATTTATGGTTAAAGGTTACGGTAGGGGATGAGTATGCGTCCCATTAGTTAGTTGGC 
GAGGTAACGGCTCACCAAGACCGCGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAG 
ACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCC 
ATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATACGGGAAGAAAAAGGGCTACGTG 
TAGCCCACTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 


GTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGATAAGTCAGGGGTGAAAGT 
CTGCCGCTCAACGGTAGAATTGCCTTTGATACTGTCGGTCTTGAGTTATGGTGAAGTTGGCGGAATATGT 
AGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGCTGACTAACCATCGACT 
GACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
GATACTAGCTGTCCGGGTCCTTGAGACCTGGGCGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGT 
ACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCATATTGACAGGGTCAGAGATGACTTTTCCTTCG 
GGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACG 
AGCGCAACCCCTACCGTTAGTTGCCAGCGAGTCATGTCGGGGACTCTAACGGGACTGCCGGTGCAAACCG 
TGAGGAAGGTGGGGACGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGC 
CGGTACAGCGGGAAGCCATGCGGTAACGCAGAGCGGATCCACAAAACCGGTCACAGTTCGGATCGGGGTC 
TGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTCACCGCAAGGAGC 
GGCCTAGG 


>gi|219857199|ref|NR_024827.1| Zobellia laminariae strain KMM 3676 16S ribosomal RNA, partial sequence 
CGAGGGGTAACAAGTCTAGCTTGCTAGATGTTGACGACCGGCGCACGGGTGCGCAACGCGTATACAATCT 
ACCCCCTACTGTGGGATAGCCCAGAGAAATTTGGATTAAGACCACATAGTACTATATTACGGCATCGTAT 
TTATAGTTAAAGGTTACGGTAGGGGATGAGTATGCGTCCCATTAGTTAGTTGGCGAGGTAACGGCTCACC 
AAGACCGCGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCC 
TACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGAGAGTCTGATCCAGCCATGCCGCGTGCAGGAA 
GAATGCCCTATGGGTAGTAAACTGCTTTTATACGGGAAGAAAAAGAGCTACGTGTAGCTTACTGACGGTA 
CCGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCG 
GAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGATAAGTCAGTGGTGAAAGTTTGCAGCTCAACTGTA 
AAATTGCCTTTGATACTGTCGGTCTTGAGTTATAGTGAAGTTGCCGGAATATGTAGTGTAGCGGTGAAAT 
GCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTGACTAACTATATACTGACGCTGATGGACGAA 
AGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGG 
GTCCTTGAGACCTGGGCGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGA 
ACCTTACCAGGGCTTAAATGCATTTTGACAGGGGTAGAGATACCTTTTCCTTCGGGCAATTTGCAAGGTG 
CTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTACCG 
TTAGTTGCCAGCGAGTCATGTCGGGGACTCTAACGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGAC 
GACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCCGGTACAGCGGGAAGC 
CATGCGGTAACGCAGAGCGGATCCACAAAACCGGTCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGT 
GAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCCGTCACCGTAAGGAGC 


>gi|219857198|ref|NR_024826.1| Zobellia amurskyensis strain KMM 3526 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACAAGTCTAGCTTGCTAGATGTTGAC 
GACCGGCGCACGGGTGCGCAACGCGTATACAATCTACCCCCTACTGTGGGATAGCCCAGAGAAATTTGGA 
TTAAGACCACATGGTACCATTTTACGGCATCGTATTAATGGTTAAAGGTTACGGTAGGGGATGAGTATGC 
GTCCCATTAGTTAGTTGGCGAGGTAACGGCTCACCAAGACCGCGATGGGTAGGGGCCCTGAGAGGGGGAT 
CCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGG 
GCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATACGG 
GAAGAAAAAGAGCTACGTGTAGCTTACTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCG 
ATAAGTCAGTGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGTCGGTCTTGAGTTATAG 
TGAAGTTGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGC 
AGGTGACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGGATACTAGCTGTCCGGGTCCTTGAGACCTGGGCGGCCAAGCGAAAGTGATA 
AGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCATTTTGACAGGGGT 
AGAGATACCTTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGT 
CAGGTTAAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCGAGTCATGTCGGGGACTCTAACG 
GGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGACGACGTCAAATCATCACGGCCCTTACGTCCTGGGCC 
ACACACGTGCTACAATGGCCGGTACAGCGGGAAGCCATGCGGTAACGCAGAGCGGATCCACAAAACCGGT 
CACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCAT 
GATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAA 
GTCCGTCACCGCAAGGAGCGGCCTAGGGCAAGATCGGTAACTAGGGCT 


>gi|219857197|ref|NR_024825.1| Nocardia sienata strain IFM 10088 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCTTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGG 
ATATGACCTTCGGCTTCCTGGTCGATGGTGGAAAGATTTATCGGTGCAAGATGAGCCCGCGGCCTATCAG 
CTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCT 
GATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACTCCGACGAAGCGAA 
AGTGACGGTAGGAGTATAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGA 
GCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGCTTGTCGCGTCGATCGTGAAAACTCGGGG 
CTCAACCCCGAGCTTGCGGTCGATACGGGCAGGCTTGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTA 
GCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCT 
GAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACT 
AGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGG 


CCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGAT 
GCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGT 
CGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGG 
TACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTG 
CAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTG 
GAGGGAGCCGTCGAA 


>gi|219857196|ref|NR_024824.1| Hydrogenivirga caldilitoris strain IBSK3 16S ribosomal RNA, partial 
sequence 
CGCGAACGCTGGCGGCACGCCTAACACATGCAAGTCGTGGGGCATCAGACCCTCCTTCGGGAGGGTGCTG 
GCGACCGGCAAACGGGTGAGTAACACGTGGGTAACCTACCCTCAGGAGGGGGATAACCCCGGGAAACCGG 
GGCTAATACCCCATAATGCCAGGCGCCACTGAGGTGTCCTGGTTAAAGGGGGCCTCTGCTTGCAAGCTCC 
CGCCTGAGGATGGGCCCGCGGCCTATCAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTATGACGGGTA 
GCCGGCCTGAGAGGGTAGCCGGCCACAGCGGGACTGAGACACGGCCCGCACCCCTACGGGGGGCAGCAGT 
GGGGAATCGTGGGCAATGGGCGAAAGCCTGACCCCGCGATGCCGCGTGCGGGAAGAAGCCCTTCGGGGTG 
TAAACCGCTGTCAGGAGGGACGAAGGGACTGTGGGCTAATACCTCACAGTCTTGACGGTACCTCCAGAGG 
AAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTACGTCCCGAGCGTTGCGCGGAGTCACTGG 
GCGTAAAGCGTCCGCAGCTGGTCGGGTAAGCGGGATGTCAAAGCCCGCCGCTTAACGGCGGAACGGCATC 
CTGAACTGCCTGACTTGAGGCACGCCCGGGCAGGCGGAATTCCCGGGGTAGCGGTGAAATGCGTAGATCT 
CGGGAGGAACACCGAAGGGGAAGCCAGCCTGCTGGGGCTGTCCTGACGGTCAGGGACGAAAGCCAGGGGA 
GCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACCATGGGCGCTAGGGCTCGTCCTTCTGGGCG 
GGCTCGCAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTG 
GCGGGGGCCCGCACAACCGGTGGAGCGTCTGGTTCAATTCGATGCTAACCGAAGAACCTTACCCGGGCTT 
GACATGCCAGGGTCACCTCTGCGAAAGCGGAGGGTTTTCGTTCCTCTGGAGCGAACCCTGGCACAGGTGG 
TGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTC 
CAGTTGCTACCCCTTTTGGGGAGCACTCTGGAGGGACTGCCGGCGATAAGCCGGAGGAAGGTGGGGACGA 
CGTCAGGTCAGTATGCCCTTTATGCCCGGGGCCACACAGGCGCTACAGTGGCCGGGACAATGGGATGCGA 
CCCAGCAATGGGGAGCCAATCCTTAAACCCGGTCATGGTGCGGATTGTGGGCTGAAACTCGCCCACATGA 
AGCCGGAATCGGTAGTAACGGGGTATCAGCGATGTCCCCGTGAATACGTTCTCGGGCCTTGCACACACCG 
CCCGTCACGCCACGGAAGTCGGTCCTGTCGGAAGTCCCCGAGCTAACCCGCAAGGGAGGCAGGGGCCGAT 
GATAGGGCTGGCAACTGGGGCG 


>gi|219857195|ref|NR_024823.1| Salegentibacter holothuriorum strain KMM 3524 16S ribosomal RNA, partial 
sequence 
AACACATGCAAGTCGAGGGGTAACATAGAGAAGCTTGCTTTTCTGATGACGACCGGCGCACGGGTGAGTA 
ACGCGTATACAACCTACCTTTTAGCGGGGAATAGCCCAGGGAAACTTGGATTAATGCCCCATAGTATGGT 
GATCTCTCCTGAGATTATCATTAAACATTTATGGCTATTAGATGGGTATGCGTCCTATTAGTTAGTTGGT 
AAGGTAACGGCTTACCAAGGCAGCGATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAG 
ACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGATCCAGCC 
ATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTACAGAGGAAGAATCGCCACTACGTG 
TAGTGGTTTGACGGTACTCTGCGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
ATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCAGTTAAGTCAGTGGTGAAAGT 
CTTCCGCTCAACGGGAGAACTGCCATTGAAACTGATTGTCTTGAGTTATTATGAAGTGGTTAGAATGAGT 
AGTGTAGCGGTGAAATGCATAGATATTACTCAGAATACCGATTGCGAAGGCAGATCACTAATAATATACT 
GACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACGCCGTAAACGATG 
GTTACTAGCTGTTCGGCCCGATTAAGGGCTGAGTGGTTAAGCGAAAGTGATAAGTAACCCACCTGGGGAG 
TACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGGAGTGGAAACACTTTTTTCTTC 
GGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAAC 
GAGCGCAACCCCTGTGGTTAGTTGCCAGCGAGTAATGTCGGGAACTCTAGCCAGACTGCCGGTGCAAACC 
GTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGG 
TAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTACAAACCCTATCACAGTTCGGATCGCAGT 
CTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGGGTACCTGAAGTCGGTCACCGCAAGGAG 
CCGCCTAGGGTA 


>gi|219857193|ref|NR_024821.1| Planotetraspora silvatica strain TT 00-51 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GGATATGACATTTCGCATGGGTGGTGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCT 
TGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGA 
CGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACG 
TGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTTGCGTCTGCCGTGAAAGCCCGTGGCTTAAC 
TGCGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTG 
AAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGT 
GGGGGTCTTCCATGGTCTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 


GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGC 
GAAGAACCTTACCAAGGTTTGACATCACCCGGAAACATCCAGAGATGGGTGCCTCTTCGGACTGGGTGAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTTCCATGTTGCCAGCACGCTCTTCGGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGTCGGT 
ACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGATCTCAGTTCGGATTGGGGTCTGC 
AACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGC 
TGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGT 
Gc 


>gi|219857192|ref|NR_024820.1| Borrelia turcica strain IST7 16S ribosomal RNA, partial sequence 
CGTGGATAATCTACCTATGAGATGGGGATAACTATTAGAAATAGTAGCTAATACCGAATAAGGTCAATTG 
AGATGTTAATTGATGAAAGGAAGCCTTTAAAGCTTCGCTTGTAGATGAGTCTGCGTCTTATTAGCTAGTT 
GGTAGGGTAAAGGCCTACCAAGGCTATGATAAGTAACCGGCCTGAGAGGGTGAACGGTCACACTGGAACT 
GAGATACGGTCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGGCGAAAGCTGACGGAG 
CGACACTGCGTGAATGATGAAGGTCGAAAGATTGTAAAGTTCTTTTATAAATGAGGAATAAGCTTTGTAG 
GAAATGACAGAGTGATGACGTTAATTTAGGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAAT 
ACGTAAGGGGCGAGCGTTGTTCGGGATTATTGGGCGTAAAGGGTGAGTAGGCGGATATGCAAGTCTATGC 
GTAAAATACCACAGCTCAACTGTGGAGCTATGCTGGAAACTGCATGTCTAGAGTCTGATAGGGGAAGTTA 
GAATTCCTGGTGTAAGGGTGGAATCTGTTGATATCAGGAAGAATACCAGAGGCGAAGGCGAACTTCTGGG 
TCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCTGT 
AAACGATGCACACTTGGTGTTAACTGAAAGGTTGGTACCGAAGCTAACGTGTTAAGTGTGCCGCCTGGGG 
AGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGATGATACGCGAGGTACCTTACCAGGGCTTGACATATATAGGATATGGTTAGAGATAACTATTCCC 
CGTTTGGGGTCTATATACAGGTGCTGCATGGTTGTCGTCAGCTCGTGCTGTGAGGTGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTATTGTCTGTTACCAGCATGTAAAGATGGGGACTCAGACGAGACTGCCGGTG 
ATAAGCCGGAGGAAGGTGAGGATGACGTCAAATCATCATGGCCCTTATGTCCTGGGCTACACACGTGCTA 
CAATGGCCTGTACAAAGCGATGCGAAGCAGTGATGTGAAGCAAAACGCATAAAGCAGGTCTCAGTCCAGA 
TTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGTATATCAGAATGATACGGTGAAT 
ACGTTCTCGG 


>gi|219857191|ref|NR_024819.1| Saccharibacter floricola strain S-877 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGGGGTTA 
GTGGCGGACGGGTGAGTAACGCGTAGGAACCTATCCAGAGGTGGGGGATAACACCGGGAAACTGGTGCTA 
ATACCGCATGATACCTGAGGGTTAAAGGCTTTTGTTGCCTTTGGAGGGGCCTGCGTTTGATTAGCTAGTT 
GGTTGGGTAAAGGCTGACCAAGGCGATGATCAATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCA 
GCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCACTAGGGAAGATGATGACGGTAC 
CTAGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGG 
AATGACTGGGCGTAAAGGGCGCGTAGGCGGTTTATACAGTCAGATGTGAAATCCCCGGGCTTAACCTGGG 
AACTGCATTTGATACGTATAGACTAGAGTCCGAGAGAGGATTGCGGAATTCCCAGTGTAGAGGTGAAATT 
CGTAGATATTGGGAAGAACACCAGTTGCGAAGGCGGCAATCTGGCTCGGAACTGACGCTGAGGCGCGAAA 
GCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGA 
AACTTAGTTTTTCAGTGTCGAAGCTAACGTGTTAAGCACACCGCCTGGGGAGTACGACCGCAAGGTTGAA 
ACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAA 
CCTTACCAGGTCTTGTATGGGGAGGACGTGCTCAGAGATGAGTATTTCTTCGGACCTCCCGCACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCTT 
TAGTTGCCATCACGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGCCCTTATGACCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGAAGCT 
ACATGGTGACATGATGCCGATCTCAAAAAACCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATG 
AAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCGCAAGGGCGCAGCGACCCACGG 
TCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTA 


>gi|219857190|ref|NR_024818.1| Anoxybacillus voinovskiensis strain TH13 16S ribosomal RNA, partial 
sequence 
GGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAAAAGAAGCTTGCTTCKATTCGG 
TTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCKKWAGACCGGGATAACWYCGRGAAACCGGT 
GCTAATACCGGATAACACSRAAKRCCGCATGRYCTTTGGTTGAAAGGCGGCKYARGCTGTCACTWMMGGA 
TGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGA 
GAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTT 
CCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGTCTTCGGATTGTAAAGCTCTG 
TTGTTAGGGAAGAACAAGTACCGCAGTAACTGGCGGTACCTTGACGGTACCTAACGAGAAAGCCACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGG 
GACTTGAGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACA 
CCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTTACACCCTTTAGTGCT 
GTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CCCTTGACACCCCAAGAGATTGGGCGTTCCCCTTCGGGGGACAAGGTGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATT 


CAGTTGGGCACTCTAAGGTGACTGCCGATGACAAATCGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCAAACCCGCGAGGGGGAG 
CCAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGA 
GAGTTTGCAACACCCGAAGTCGGTGAGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGGCAGATGAT 
TGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAG 


>gi|219857189|ref|NR_024817.1| Bacillus asahii strain MA001 16S ribosomal RNA, partial sequence 
GGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATCAATGGGAGCTTGCTCCCTGAGATT 
AGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGC 
TAATACCGGATAGTTTCTTCTCTCGCATGAGAGAAGATGGAAAGATGGTTTCGGCTATCACTTACAGATG 
GACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTT 
GTTAGGGAAGAACAAGTACGAGAGTAACTGCTCGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGC 
GCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGA 
CTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACC 
AGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTANACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGC 
AGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAANGAACCTTACCAGGTCTTGACATC 
CTCTGCCAANCCCTAGAGATAGGGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGGTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATT 
CAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGAGCTGCGAACCCGCGAGGGTAAG 
CNAATCTCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGA 
GAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATAGATGATTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAG 


>gi|219857188|ref|NR_024816.1| Prevotella salivae strain EPSA11 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGAGGGGAAACGACA 
TTGAAGCTTGCTTCGATGGGCGTCGACCGGCGCACGGGTGAGTAACGCGTATCCAACCTGCCTCTGACTA 
AGGGATAACCCGGCGAAAGTCGGACTAATACCTTATGAGGTTTTCAGCAGACATCTAACGAAAACGAAAG 
ATTTATCGGTCAGTGATGGGGATGCGTCTGATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCAACGA 
TCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGC 
AGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTA 
TGGGTTGTAAACTGCTTTTATGTGGGGATAAAGTGAGCTACGTGTAGTTTATTGCAGGTACCACATGAAT 
AAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGG 
GTTTAAAGGGAGCGTAGGCCGTGGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGAATTGCAGC 
GCGAACTGGTTCACTTGAGTATGCACAACGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATAT 
GACGAAGAACTCCGATTGCGAAGGCAGCTTACGGGAGCACAACTGACGCTGAAGCTCGAAGGTGCGGGTA 
TCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTAAACGATGGATGCCCGTTGTTAGTTCACTTATGA 
ATTAGCGACCAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGG 
GCTTGAATTGCAGACGAACGATTCAGAGATGATGAGGCCCTTCGGGGCGTCTGTGAAGGTGCTGCATGGT 
TGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTTTTTTCAGTTGCC 
ATCAGGTGATGCTGGGCACTCTGGAGATACTGCCACCGTAAGGTGTGAGGAAGGTGGGGATGACGTCAAA 
TCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGCCGGTACAGAGCGTTGGTCGTGTGCA 
AATACGATCTAATCCTTAAAGCCGGTCCCAGTTCGGACTGGGGTCTGCAACCCGACCCCACGAAGCTGGA 
TTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
AGCCATGAAAGCCGGGGGTGCCTGAAGTCTGTGACCGCAAGGAACGGCCTAGGGCAAAACTGGTGATTGG 
GGCTAAGTCGTAACAAGGTAACC 


>gi|219857187|ref|NR_024815.1| Prevotella shahii strain EHS11 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGCGGGGCAGCATAG 
TGATTGCTTGCAATTACTGATGGCGACCGGCGCACGGGTGAGTAACGCGTATCCAACCTACCCTTTACTA 
CGGGATAACCCGGCGAAAGTCGGACTAATACCGTATGTAGTCCATTGACGGCATCCGATTTGGACCAAAG 
GCTTAGCGGTAAAGGATGGGGATGCGTCCGATTAGCTTGACGGCGGGGTAACGGCCCACCGTGGCAACGA 
TCGGTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGC 
AGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTA 
TGGGTTGTAAACTGCTTTTATGCGGGGATAAAAGAGCCCACGTGTGGGTTTTTGCAGGTACCGCATGAAT 
AAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGG 
GTTTAAAGGGAGCGTAGGCCGCCTCTTAAGCGTGTTGTGAAATGCGGGTGCTCAACATCCGACTTGCAGC 
GCGAACTGGGGGGCTTGAGTGCGCCGAAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATAT 
CACGAAGAACTCCGATTGCGAAGGCAGCTTACTGTAGCGCAACTGACGCTGATGCTCGAAAGCGTGGGTA 
TCGAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGGATGCTCGTTGTTGGCCCTTATGGTC 
AGTGACCAAGCGAAAGCGTTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCT 
TGAACTGTGGCGGAACGATTCGGAGACGATGAGGCCCTTCGGGGCTGCCACGGAGGTGCTGCATGGTTGT 
CGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTGTTTTCAGTTGCCATC 
GGGTAATGCCGGGCACTCTGGAGATACTGCCACCGCAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCA 


GCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGCGCATACAGAGAGTTGGTGGCATGCGAGT 
GTCATCTAATCCTTAAAGTGCGTCTCAGTTCGGACTGGGGTCTGCAACCCGACCCCACGAAGCTGGATTC 
GCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGC 
CATGAAAGCCGGGGGCGCCTGAAGTCCGTGACCGCAAGGGTCGGCCTAGGGTGAAACCGGTGATTGGGGC 
TAAGTCGTAACAAGGTAACC 


>gi|219857186|ref|NR_024814.1| Oceanithermus desulfurans strain St55B 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGGGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGTGCGAAGCTTCCCCGGAG 
TCTTCGGACACTGGGGCAGCTTAGCGGCGGACGGGTGCGTAACACGTAGGTGACCTACCCGGAAGACGGG 
GACAACCCGGGGAAACCCGGGCTAATCCCCGATGTGGACCCGCCCCCTGGGGCGTGTCTAAAGGGCTTCG 
GCCGCTTCCGGATGGGCCTGCGGCCCATCAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGACGGG 
TAGCCGGTCTGAGAGGATGGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCA 
GTTAGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCTTGCGGGATGAAGCCCTTCGGGG 
TGTAAACCGCTGAACAGGGGACGAAAACCCCGCAAGGGGAATGACGGTACCCTGCTAATAGCACCGGCCA 
ACTCCGTGCCAGCAGCCGCGGTAACACGGAGGGTGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCG 
TGTAGGCGGCCCGTTAAGTCCGGTGTCAAAGCCCACGGCTCAACCGTGGAAAGGCGCCGGATACTGGCGG 
GCTAGACGGACGGAGGGGGTAGCGGAATTCCCGGAGTAGCGGTGAAATGCGTAGATACCGGGAGGAACGC 
CGATAGCGAAGGCAGCTACCTGGACGTCCCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATT 
AGATACCCGGGTAGTCCACGCCCTAAACGATGAGTGCTGGGTGTCGGGCTTTGGCTCGGCGCCGTAGCTA 
ACGCGTTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCCGGGA 
ACCCCCTGGAAACAGGGGGGTGCCCTTCGGGGAGCCCGGACACAGGTGCTGCATGGCCGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGCTAGTTGCCAGCAGTTCGGCTG 
GGCACTCTAGCGAGACTGCCCGGGAAACCGGGAGGAAGGCGGGGATGACGTCTGGTCAGCATGGCCCTTA 
CGGCCTGGGCGACACACGTGCTACAATGGCCGGCCCAAAGCGCAGCGACCTGGCGACGGGAAGCGAATCG 
CAAAAAGCCGGTCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGGCGGAATCGCTAGTAATCG 
CGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGCCTTGCACACACCGCCCG 


>gi|219857185|ref|NR_024813.1| Lactobacillus kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCGGAACCAACAGATTTACTTCGGTAAT 
GACGTTGGGAAAGCGAGCGGCGGATGGGTGAGTAACACGTGGGGAACCTGCCCCTAAGTCTGGGATACCA 
TTTGGAAACAGGTGCTAATACCGGATAAGAAAGCAGATCGCATGATCAGCTTTTAAAAGGCGGCGTAAGC 
TGTCGCTAAGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGC 
ATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGA 
TCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA 
GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATT 
GGGCGTAAAGCGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCA 
TCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAT 
ATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGG 
TAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTCC 
GCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGTCTTGACATCTAGTGCAATCTGTAGAGATACGGAGTTCCCTTCGGGGACGCTAAGACAGGTGGTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTATTAG 
TTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAGCAAGCCT 
GCGAAGGCAAGCGAATCTCTTAAAGCTGTTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGC 
TGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTCTGCAATGCCCAAAGCCGGTGGCCTAACCTTCGGGAAGGAGCCGTCTAAGGCAGG 
GCAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCG 


>gi|219857184|ref|NR_024812.1| Exiguobacterium oxidotolerans strain T-2-2 16S ribosomal RNA, partial 
sequence 
GGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCAGGAAGCTCGCGGAACTCTTCGGAGGG 
AAGCAAGTGGAATGAGCGGCGGACGGGTGAGTAACACGTAAGGAACCTGCCTCAAGGATTGGGATAACTC 
CGAGAAATCGGAGCTAATACCGGATAGTTCTTCGGACCGCATGGTCCGATGATGAAAGGCGCTTCGGCGT 
CACCTTGAGATGGCCTTGCGGTGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGCATA 
GCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
AGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCG 
TAAAACTCTGTTGTAAGGGAAGAACAGATACGAGAGGTAATGCTCGTATCCTGACGGTACCTTGCGAGAA 
AGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGG 
CGTAAAGCGCGCGCAGGCGGCCTTTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTG 
GAAACTGGAAGGCTTGAGTACAGAAGAGAAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATG 
TGGAGGAACACCAGTGGCGAAGGCGACTCTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTTTCCGCC 
CCTCAGTGCTGAAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGG 
AATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAA 
CTCTTGACATCCCCTTGACCGCTTGAGAGATCAAGTTTTCCCTTCGGGGACAAGGGTGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGT 
TGCCAGCATTTAGTTGGGCACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCA 
AATCATCATGCCCCTTATGAGTTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCAGCGAGACCG 


CGAGGTGGAGCCAATCCCAGAAAGCCGTTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTC 
GGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGT 
CACACCACGAGAGTTTGCAACACCCGAAGCCGGTGAGGTAACCGCAAGGAGCCAGCCGTCGAAGGTGGGG 
TAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAG 


>gi|219857183|ref|NR_024811.1| Hydrogenimonas thermophila strain EP1-55-1% 16S ribosomal RNA, partial 
sequence 
AGTGAACGCTGGCGGCGTTGCCTAACACATGCAAGTCGAACGAGAACGGCTCATAGATACCTTCGGGTTG 
AAATGAGTGTCAGCTAAGTGGCGCACGGGTGAGTAATGTATAGGTAACATGCCCCTTGGAGGGGGATAAC 
AGTTGGAAACGACTGCTAATACCCCATACTCCTCTTTGACATAAGTTGAAGAGGGAAATGGTTTATTCCG 
CCAAGGGATTGGCCTGTATCGTATCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTATGACGCGTAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGAGGATGACGCATTTCGGTGTGTA 
AACTCCTTTTCTGTCGGAAGATGATGACGGTATGACAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGGTTATTA 
AGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATTTGAAACTGATAACCTAGAGTCTGGGAGA 
GGCAGATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAGGAATACCGATGGCGAAGGCGAT 
CTGCTGGAACAGTACTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGAATGCTAGTCGTTGTGGTGCTAGTCACTGCAGTGATGCAGCTAACGCAATAAGC 
ATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTGGGCTTGACATCCCGAGAATCTTGTAGAG 
ATACGGGAGTGCCCTTTCGGGGGAACTCGGTGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCAGCACTTTGGGTGGGCACTCTA 
AGGAGACTGCCTGGGTAACCAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGG 
CGACACACGTGCTACAATGGCGTGTACAATGAGACGCAATACCGTGAGGTGGAGCAAATCTATAAAACAC 
GTCCCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCC 
ATGCCGCGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACCCG 
AAGCCGGGGAAGCTAAACTGGC 


>gi|219857182|ref|NR_024810.1| Asaia krungthepensis strain AA08 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGACCCTTCGGGGTGAGTGGCGGACGGGTG 
AGTATCGCGTAGGGATCTATCCACGGGTGGGGGATAACANCGGGAAACTGGTGCTAATACCGCATGATAC 
CTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTCGATTAGCTTGTTGGTGGGGTAAAGGC 
CTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGT 
GTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTA 
AAGGGCGCGTAGGCGGTTCATACAGTCAGATGTGAAATTCCAGGGCTTAACCTTGGGGCTGCATTTGATA 
CGTATAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGA 
AGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTACTCA 
GTGTCGAAGCTAACGCGCTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTT 
GACATGGGGAGGCTGTATCCAGAGATGGGTATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCA 
GCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATGGTGA 
CATCATGCCGATCTCTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTGCATGAAGGTGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGGTTTGACCCGAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGTCGGGTCAG 
CGACTGGGGTG 


>gi|219857181|ref|NR_024809.1| Cellulophaga pacifica strain KMM 3664 16S ribosomal RNA, partial sequence 
AGGGGTAACAGGGAGCTTGCTCCGCTGACGACCGGCGCACGGGTGCGCAACGCGTATGCAATCTACCTCT 
TACTAGGGAATAGCCCAGAGAAATTTGGATTAATGCCCTATATTATATTGAGTCGGCATCGATTTTATAT 
TAAAGGTTACGGTAAGAGATGAGCATGCGTCCCATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGGCTT 
CGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGA 
GGCAGCAGTGAGGAATATTGGACAATGGACGGAAGTCTGATCCAGCCATGCCGCGTGTAGGAAGACTGCC 
CTATGGGTTGTAAACTACTTTTATACAGGAAGAATAAGATCTACGTGTAGATTGATGACGGTACTGTAAG 
AATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTAT 
TGGGTTTAAAGGGTCCGTAGGCGGGCTGTTAAGTCAGAGGTGAAATGCTGCGGCTCAACCGTATGCACTG 
CCTTTGATACTGGCGGTCTTGAGTTATAGTGAAGTGGCTAGAATATGTAGTGTAGCGGTGAAATGCATAG 
ATATTACATAGAATACCGATTGCGAAGGCAGGTCACTAACTATACACTGACGCTGATGGACGAAAGCGTG 
GGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTCGGTTTTCG 
GACTGAGCGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCA 
GGGCTTAAATGTAGATTGACAGGTTTAGAGATAGACTTTTCTTCGGACAATTTACAAGGTGCTGCATGGT 
TGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTCGTTAGTTGCC 
AGCATGTCATGATGGGGACTCTAACGAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAA 
TCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCATCTGGTA 
ACAGAGAGCGAATCTATAAAACCGGTCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGA 
ATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
AGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTCACCGTAAGGA 


>gi|219857180|ref|NR_024808.1| Bacillus vietnamensis strain 15-1 16S ribosomal RNA, partial sequence 
GCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATTGATGGGAGCTTGCTCCCTGATATCAGCGGCGG 
ACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCG 
GATAACTCATTTCCTCGCATGAGGAAATGTTGAAAGGTGGNTTCTGGCTACCACTTACAGATGGACCCGC 
GGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGAT 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGG 
ACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGGG 
AAGAACAAGTGCCGTTCGAATAGGGCGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGT 
GGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAG 
TGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCAGTGGC 
GAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAA 
CGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGAC 
AACCCTAGAGATAGGGCTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGG 
CACTCTAANATGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GACCTGGGCTACACACNTGCTACAATGGACGGTACAAAGGGCANCGAAACCGCGAGGTTTACCCAATCCC 
ATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCNCCTACATGAAGCTGGAATCGCTANTAATCGC 
GGATCAGCATGCCGCGGTGAATACNTTCCCGGGCCTTGTACACACCGCCCGTCACACC 


>gi|219857179|ref|NR_024807.1| Enhygromyxa salina strain SHK-1 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGAGCGAACGTTTGCGGCGGGCTTAACACATGCAAGTCGAACGAGAACCTCTTCGGAGG 
GGACAGTGGCGCACGGGTGCGTAACACGTGGATAACCAACCCCCTGGTTCGGGACAACACTGGGAAACCG 
GTGCTAATACCGGCTATGGCGCATGAGTCACAAGGCTTGTGCGAGAAAGGCCCGCAAGGGTCGCCAGGGG 
ACGGGTCCGCGTCCCATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGAAGACGGGTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCGCAATGGGCGAAAGCCTGACGCAGCCACGCCGCGTGAGCGATGAAGGTCCTAGGATCGTAAAGCTCT 
GTGGAGGGAGAAGAATAAAGCCGGTGAAGAGCCGGCCTTGACGGTATCCCTTTAGCAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAACGTTGCTCGGAATCATTGGGCGTAAAGCGCGCG 
TAGGCGGCTTGGCAAGTTGGATGTGAAAGCCCTGGGCTCAACCCAGGAGGTGCATACAAAACTGCCAGGC 
TTGAATCTCGGAGGGGGTCAGGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCA 
GTGGCGAAGGCGCTGACCTGGACGATGATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGCGCCGGCGGATTGACCCCGTCGGTGCCGAAG 
CTAACGCGTTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCTACGCGCAGAACCTTACCTGGGTTAAATCCACCA 
GAATCCGGCCCAAAAGCTGGAGTGCCCTTCGGGGAATTGGTGAGAAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGTCTGTTGCCATCATTTAGTT 
GGGAACTCAGACGGTACTGCCGGCCTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTC 
ATGCCCAGGGCTACACACGTGCTACAATGGCTGGTACAAAGAGCCGCTAACTCGCGAGAGTACGCTAATC 
TCATAAAACCAGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATC 
GGAGATCAGCACGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCG 
ATTGCTCCAGAAGTGGGTAGCCTAACCTTCGGGAGGGCGCTTACCAAGGAGTGATCGGTGACTGGGGTGA 
AGTCGTAACA 


>gi|219857178|ref|NR_024806.1| Psychrobacter okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
GATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGGTAGCTTGCTACCAGGCGT 
CGAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAA 
TTAATACCGCATACGACCTACGGGAGAAAGGGGGCAGTTTACTGCTCTCGCTATTAGATGAGCCTAAGTC 
GGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAG 
CCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGG 
AAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAG 
AAGACTCCGTGGTTAATACCCACGGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCA 
GCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGAGCGTAGGTGGCT 
CGATAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGTTGAGCTAGAGTATG 
TGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAG 
GCAGCCTTCTGGCATAATACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAA 
TAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTG 
CAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTC 
TAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCA 
GGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAA 
GCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATC 
AGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCAC 
CAGAAGTGGATAGCTTAACCTTCGGGGGAGCGTTCACCACGGTGTGGTTGATGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTAGGGGAACC 


>gi|219857177|ref|NR_024805.1| Colwellia piezophila strain Y223G 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGAGAGTAGCTTGCTACTTTGCTGACGAG 


CGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTATGGTGGGGGACAACAGTTGGAAACGACTGCTAA 
TACCGCATAACGTCTACGGACCAAAGGGGGGGATTCTTCGGAACCTCTCGCCATTTGATTAGCCCAAGTG 
AGATTAGCTAGTTGGTAAGGTAAAGGCTTACCAAGGCGACGATCTCTAGCTGGTTTGAGAGGATGATCAG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
AAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGG 
AAAGGTTAGTAGTTAATAGCTGCTAACTGTGACGTTAGCAACAGAAGAAGCACCGGCTAACTTCGTGCCA 
GCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTTCGTAGGCGGTT 
TGTTAAGCAAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTTGAACTGGCAAACTAGAGTACT 
GTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGGAAGGAACATCAGTGGCGAAG 
GCGGCCACCTGGACAGATACTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGTCAACTAGCCGTTTGTGGACTTGATCCGTGAGTGGCGCAGCTAACGCAC 
TAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCACAGAAGAGAC 
CAGAGATGGACTTGTGCCTTCGGGAACTGTGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGA 
AATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGCGTTATGGCGGGAACTC 
TAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGAT 
GGGCTACACACGTGCTACAATGGCAAGTACAGAGGGCAGCAATACCGCGAGGTGGAGCGAATCCCACAAA 
GCTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATC 
AGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAA 
AAGAAGTGGCTAGTTTAACCTTCGGGAGGACGGTCACCACTTTGTGTTTCATGACTGGGGTGAAGTCGTA 
ACAA 


>gi|219857176|ref|NR_024804.1| Herbaspirillum chlorophenolicum strain CPW301 16S ribosomal RNA, partial 
sequence 
ATCCTGGATCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCATAGGAGCTTGC 
TCCTGATGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTGCCCTAGAGTGGGGGATAACTAGTCG 
AAAGATTAGCTAATACCGCATACGATCTACGGATGAAAGTGGGGGATCGCAAGACCTCATGCTCATGGAG 
CGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAAGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAG 
AGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTG 
GACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTT 
TGTCAGGGAAGAAACGGTTGCAGCTAATATCTGCGACTAATGACGGTACCTGAAGAATAAGCACCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTG 
CGCAGGCGGTTGTGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGAGACTGCACG 
GCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATAC 
CGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCA 
GCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGA 
TGGAATCCTGAAGAGATTTAGGAGTGCTCGAAAGAGAACCATCACACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGG 
CACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAT 
GGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGAGCTAATCCC 
AGAAAGTGTATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGC 
GGATCAACATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGT 
TTTACCAGAAGTGGGTAGCCTAACCGCAAGGAGGGCGCTCACCACGGTAGGATTCGTGACTGGGGTGAAG 
TCGT 


>gi|219857175|ref|NR_024803.1| Nocardia yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
sequence 
TGATCCTGGCTCAGGACGAACGCTAGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGG 
GTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTCTGGGATAAGCCTGGGAAA 
CTGGGTCTAATACCGGATATGAGCATCAGGTGCATGCCTGGTGTTGGAAAGGTTTACTGGTGCGAGATGG 
GCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTG 
ACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGA 
TTGTGAAAACTTGCAGCTCAACTGCAAGCTTGCAGTCGATACGGGCAGACTAGAGTACTGCAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAGCCATAGAGATA 
TGGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACAC 
ATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGTAACTAGGTAG 
CCGTACCGGAAGGTGCGGCTGGATCACCT 


>gi|219857174|ref|NR_024802.1| Sulfurovum lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 


AGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAACGGCTCTAGCTTGCTAGAGTGTCAG 
CTAAGTGGCGGACGGGTGAGTAATGTATAGTTAATTTGCCCCTTGGAGAGGGATAGCCACTGGAAACGGT 
GATTAATACCTCATACTCCTTCTATGTTAATCATAGTTGGGAAACGTTTTTTCGCCAAGGGATAAGATTA 
TATGGTATCAGGTAGTTGGTGGGGTAAGAGCCTACCAAGCCAATGACGCCTAGCTGGTCTGAGAGGATGA 
TCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GAGGAAACTCTGATGCAGCAACGCCGCGTGGAGGATGACGCATTTCGGTGTGTAAACTCCTTTTATATGG 
GAAGATAATGACGGTACCATATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGCGCGCGCAGGCGGCCTTTTAAGTTGGATGTGAAAGC 
CTATGGCTCAACCATAGAACTGCATCCAAAACTATTAGGCTAGAGTCTGGGAGGGGAAGATGGAATTAGT 
TGTGTAGGGGTAAAATCCGTAGAGATAACTAGGAATACCAAAAGCGAAGGCGATCTTCTGGAACAGTACT 
GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATG 
AATGTTAGTCGTCGGAGGCCTAGTGTCTTCGGTGATGCAGCTAACGCATTAAACATTCCGCCTGGGGAGT 
ACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATT 
CGAAGATACGCGAAGAACCTTACCTAGCCTTGACATTGAGAGAATCCTGTAGAGATACGGGAGTGCCTTC 
GGGAGCTCGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTCACTAGTTACTAACGGTTCGGCCGAGGACTCTAGTGAGACTGCCTTCGCAAGG 
AGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGGCTAGGGCAACACACGTGCTACAATGG 
GCAGGACAATGAGACGCGATACCGCGAGGTGGAGCAAATCTATAAACCTGTTCTCAGTTCGGATTGTAGT 
CTGCAACTCGACTACATGAAGCTGGAATCACTAGTAATCGTAGATCAGCTATGCTACGGTGAATACGTTC 
CCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACCCGAAGCGGGGAAGCTAAACTGG 
CTACCC 


>gi|219857173|ref|NR_024801.1| Alicyclobacillus pomorum strain 3A 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACGGAAGG 
GAGCTTGCTCCCGGAAGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAATCTGCCTGTCAGACCGGAAT 
AACGCCTGGAAACGGGTGCTAATGCCGGATAGGCAATCTGGAGGCATCTCTGGATTGGGAAAGGCGCGGA 
TGCGCCACTGACAGAGGAGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGAT 
GCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCG 
GGTTGTAAAGCTCAGTCACTCGGGAAGAGCGGTAAGGAGAGGAAATGCTCCTTTCGAGACGGTACCGAGA 
GAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCA 
CTGGGCGTAAAGCGTGCGTAGGCGGTTTGTTAAGTCCGAAGTGAAAGTCCAGGGCTCAACCTTGGGATTG 
CTTTGGAAACTGGCAGACTTGAGTGCTGGAGAGGCAAGGGGAATTCCACGTGTAGCGGTGAAATGCGTAG 
ATATGTGGAGGAATACCAGTGGCGAAGGCGCCTTGCTGGACAGTGACTGACGCTGAGGCACGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTAC 
CACCCTCAGTGCCGAAGGAAACCCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGGCTTGACATCCCTCTGACCGGTGCAGAGATGTNCCTTCCCTTCGGGGCAGAGGAGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTGTG 
TTACCAGCACGTGATGGTGGGGACTCACAGGTGACTGCCGGCGTAAGTCGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCTTTATGTCCTGGGCTACACACGTGCTACAATGGGCGGTACAACGGGAAGCGAGAC 
CGCGAGGTGGAGCGAATCCCTGAAAGCCGTTCGTAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAG 
CCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGG 
GGTCGACGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGAT 


>gi|219857172|ref|NR_024800.1| Longispora albida strain K97-0003 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCTT 
TCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTCACTTCGGGATAACCATC 
GGAAACGGTGGCTAATACCGGATACGACTTCTGGCTGCATGGCTGGGGGTGGAAAGTTTTTTCGGTGGGG 
GATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGACGAAGAGAAATTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCC 
GCGGTAAGACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTCGTCGC 
GTCGGCCGTGAAAACTCCAGGCTTAACCTGGGGCTTGCGGCCGATACGGGCGGGCTAGAGTTCGGTAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCTCTCCAGCTCTCCGTGCCGCAGCTAACGCATTAAGC 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTGCGCTAAAGCCACAGA 
GATGTGGTGTCCTTCGGGGGCGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCA 
CGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCT 
CAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGC 
CGGTGGTCCAACCCGTAAGGGAGGAAGCTGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAG 
GTAGCC 


>gi|219857170|ref|NR_024798.1| Bacillus krulwichiae strain AM31D 16S ribosomal RNA, partial sequence 
GGRCGAACTCTGGCGGTGTSCCTAAYACATRCAAGKCGMGCGGTCTGATWAGGACCTTCCCCTWATKCAG 
TTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACTGGGATAACATCGAGAAATCGGT 


GCTAATACCGGATAACATCTGAGACCTCATGGTCTTAGACTAAAAGATGGCTCCGGCTATCACTACAGGA 
TGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTAGCCGACCTGA 
GAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTT 
CCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGATTTCGGTTCGTAAAGCTCTG 
TTGTTAGGGAAGAACAAGTATCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCG 
CGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGG 
AGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAAC 
ACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCTTAGTGC 
CGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACA 
TCCTTATGCCCTCCCTRGRGATRGGGATTTCCCTTCGGGGACATAAGTGACAGGTGGTGCATGGTTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCAT 
TTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGAGCAGCAAAACCGCGAGGTCGA 
GCCAATCTCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACG 
AGAGTTTGTAACACCCGAAGTCGGTGGAGTAACCCTTTTGGGAGCTAGCCGCCTAAGGTGGGACAGATGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAG 


>gi|219857169|ref|NR_024797.1| Persephonella hydrogeniphila strain 29W 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGCGCGAACGTTGGCGGCGTGCCTAACACATGCAAGTCGAGGGGCAGCAGGC 
CTTTTCTTCGGAAAAGGTGCTGGCGACCGGCGAACGGGTGAGTAACACGTAGCTAACCTACCCCGAGGAT 
GGGGATAACCCTCCGAAAGGGGGGCTAATACCCAATAAAGAGTCCTGTGTAATGATGGGACTCCAAAGGC 
CTTCGGGCGCCTCGGGATGGGGCTGCGTCCCATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTACG 
ACGGGTAGCCGGCCTGAGAGGGTGGCCGGCCACAGTGGGACTGAGACACGGCCCGCACCCCTACGGGGGG 
CAGCAGTGGGGAATATTGGGCAATGGCCGGAAGGCTGACCCAGCGACGCCGCGTGGTGGAAGAAGCCCTT 
CGGGGTGTAAACACCTGTCAGGGGGGAAGATAATGACGGTACCCCCAGAGGAAGGGACGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGTCCCGAACGTTGCGCGAAATTACTGGGCGTAAAGGGTCCGTAGGC 
GGTCTGGTAAGTGGAAGGTGAAAGCCCGGGGCTCAACTCCGGAATTGCCTTCCAAACTGCCGGACTTGAG 
GCAGGGAGAGGTCGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGC 
GAAGGCGGCCGACTGGAACTGACCTGACGCTGAGGGACGAAAGCCAGGGGAGCGAACCGGATTAGATACC 
CGGGTAGTCCTGGCCGTAAACGATGGGTGCTAGATGTGGGTGCCGATAGGCATCCGTGTCGCAAGCTAAC 
GCGTTAAGCACCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGAACCCGCA 
CAACCGGTGGAGCGTCTGGTTTAATTCGATGCTAACCGAAAAACCTCACCAGGGCTTGACATGCGGTGTG 
TCGTGGCCGAAAGGTCACTAGGTCACCCTTTAGGGTGACCGCGCCGCACAGGTGGTGCATGGTCGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTGTGTTACCAGCGGGT 
GAAGCCGGGTACTCACAGGGGACTGCCGGCGATAAGTCGGAGGAAGGAGGGGATGACGTCAGATCAGTAT 
GCCCTTTATGCCCTGGGCTACACAGGCGCTACAGTGGCAGGGACAAAGGGAGGCGAAGCCGCGAGGTGGA 
GCAAATCCCAAAAACCCTGTCGTGGTGCGGATTGGGGGTTGCAACTCACCCCCATGAAGGCGGAATCGGT 
AGTAATGGCGGATCAGCAATGCCGCCGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACGCCAC 
GGGAGTCGGGTCTGTCGGAAGTCCCCGGGCTAACCAGCCTTCGGGCTGGGGGCAGGGGCCGATGACAGGC 
CTGGCGACTGGGGCGAAGTCGTAACAAGGTAGCCGTA 


>gi|219857168|ref|NR_024796.1| Alicyclobacillus sendaiensis strain NTAP-1 16S ribosomal RNA, partial 
sequence 
CTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCTCTTCGGAGGTCAGCGGCGGACGGGTGAGGAAC 
ACGTGGGTAATCTGCCTTTCAGACCGGAATAACGCCCGGAAACGGGCGCTAATGCCGGATGCGCCCGCGA 
GGGGGCATCTTCTTGCGGGGAAAGGCCCAGATGGGCCGCTGAGAGAGGAGCCCGCGGCGCATTAGCTCGT 
TGGCGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGCAAGCCTGACGG 
AGCAACGCCGCGTGAGCGAGGAAGGCCTTCGGGTTGTAAAGCTCTGTTGCTCGGGGAGAGCGGCATGGGG 
AGTGGAAAGTCCCATGCGAGACGGTACCGAGTGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGT 
AAAACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGTCGAGCAAGTCTG 
GAGTGAAAGTCCATGGCTCAACCATGGGATGGCTCTGGAAACTGCTTGACTTGAGTGCTGGAGAGGCAAG 
GGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCAGTGGCGAAGGCGCCTTGCTG 
GACAGTGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGAGTGCTAGGTGTTGGGGGGACACACCCCAGTGCCGAAGGAAACCCAATAAGCACTCCGCC 
TGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACACCCTCAGAGATGAGGG 
GTCCCTTCGGGGCAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTCA 
GTCCCGCAACGAGCGCAACCCTTGACCTGTGTTACCAGCGCGAAAGGGCGGGGACTCACAGGTGACTGCC 
GGCGTAAGTCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTGATGTCCTGGGCTACACACGTG 
CTACAATGGGCGGTACAAAGGGAGGCGAAGCCGCGAGGCGGAGCGAAACCCAAAAAGCCGCTCGTAGTTC 
GGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCGGCAACACCCGAAGTCGGTGAG 
GTAACCCCTTATGGGGAGCCAGCCGCCGAAGGTGGGGT 


>gi|219857167|ref|NR_024795.1| Plesiocystis pacifica strain SIR-1 16S ribosomal RNA, partial sequence 
ATCCTGGCTCAGAGCGAACGTTTGCGGCGGGCCTAACACATGCAAGTCGAACGAGAAGCCCTTCGGGGTG 
GAAAGTGGCGCACGGGTGCGTAACACGTGGATAACCAACCCCCCAGTTTGGGACAACACCGGGAAACTGG 


TGCTAATACCAGATGTGTCGCGGGAGTCGTCAGGCTCCCTCGAGAAAGGCACGCAAGGGTCGCTGGGGGA 
CGGGTCCGCGTCCCATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTAAGACGGGTAGCTGGTCTGA 
GAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCGCAATGGGCGAAAGCCTGACGCAGCCACGCCGCGTGAGCGATGAAGGTTTTCGGATCGTAAAGCTCTG 
TGGAGGGAGAAGAATAAAGTCAGTGAAGAGCTGGCCTTGACGGTATCCCTTTAGCAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAACGTTGCTCGGAATCATTGGGCGTAAAGCGCGCGT 
AGGCGGCTTGGCAAGTTGGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATCCAAAACTGCCTGGCT 
TGAATCTCGGAGGGGGTCAGGGAATTCTCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAG 
TGGCGAAGGCGCTGACCTGGACGATGATTGACGCTGAGGTGCGAAAGCATGGGGAGCGAACAGGATTAGA 
TACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGGCGCCGGCGGATGACCCCGTCGGTGCCGAAGCT 
AACGCGTTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGGTTAAGTCCACGAGA 
ATCCGGCCCAAAAGCTGGAGTGCCCTTCGGGGAATTCGTGCGAAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCGTCTGTTGCCATCATTTAGTTGG 
GAACTCAGACGGTACTGCCGGCCTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTCAT 
GCCCAGGGCTACACACGTGCTACAATGGTTGGTACAAAGAGTCGCTAGCCCGCGAGGGGACGCTAACCTC 
AAAAAACCAATCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGG 
AGATCAGCACGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCGAT 
TGCTCCAGAAGTGGGTAGCCTAACCTTCGGGAGGGCGCTTACCAAGGAGTGATCGGTGACTGGGGTGAAG 
TCGTAACAAGGTAA 


>gi|219857166|ref|NR_024794.1| Marinilactibacillus psychrotolerans strain M13-2 16S ribosomal RNA, 
partial sequence 
CGGTATGCCTAATACATGCAAGTCGAACGATGAAATCCTCTGCTTGCAGAGGATGGATTAGTGGCGAACG 
GGTGAGTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAACATTCGGAAACGGATGCTAATACCGCAT 
ATCTCTTCGAGACGCCTGTCTCTTAGATGAAAGGTGGCTTCGGCTGCCGCTTATGGATGGACCCGCGGCG 
TATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTGTGATACGTAGCCGACCTGAGAGGGTGATCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGTGA 
AAACCTGATGGAGCAATACCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGA 
ATAAGTCGGGTAGTAACTGCCCCGGCCTTGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCT 
TTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAAGACTTGAATGCAG 
AAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGG 
CGACTTTCTGGTCTGTAATTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGGAGCTAACGCAT 
TAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGAACACTC 
TAGAGATAGAGCTTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATTGTTAGTTGCCAGCATTCAGTTGGGCACTCTA 
GCGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGG 
GCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAGACCGCGAGGTTTAGCTAATCTCCTAAAGC 
CATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAG 
AACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTCTGTAACACCC 
GAAGTCGGTAGGGTAACCCTTTTGGGAGCCAGCCGCCGAAGGTGGGATGGATGATTGG 


>gi|219857165|ref|NR_024793.1| Shewanella sairae strain SM2-1 16S ribosomal RNA, partial sequence 
AGGCCTAACACATGCAAGTCGAGCGGTAACACAAGGGAGCTTGCTCCTGAGGTGACGAGCGGCGGACGGG 
TGAGTAATGCCTAGGTATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACG 
CCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAACCTAGGTGGGATTAGCTAGTT 
GGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACT 
GAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCA 
GCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTAAGTCT 
TAATACGGCTTAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAA 
TACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCAAGAT 
GTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTTGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTA 
GAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGA 
CAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGTCTACTCGGAGTTTGGTGTCTTGAACACTGGGCTCTCAAGCTAACGCATTAAGTAGACCGCC 
TGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTA 
GTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCC 
GGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGT 
GCTACAATGGTCGGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCACAAAGCCGGTCGTAGTC 
CGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAG 
CTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATG 


>gi|219857164|ref|NR_024792.1| Shewanella schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
AGGCCTAACACATGCAAGTCGAGCGGTAACACAAGGGAGCTTGCTCCTGAGGTGACGAGCGGCGGACGGG 
TGAGTAATGCCTAGGTATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACG 
CCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAACCTAGGTGGGATTAGCTAGTT 
GGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACT 


GAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCA 
GCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTANGTCT 
TAATACGGCTTAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAA 
TACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGAT 
GTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTA 
GAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGA 
CAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGTCTACTCGGAATTTGGTGTCTTGAACACTGGGTTCTCAAGCTAACGCATTAAGTAGACCGCC 
TGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTA 
GTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCC 
GGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGT 
GCTACAATGGTCGGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCACAAAGCCGGTCGTAGTC 
CGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAG 
CTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATG 


>gi|219857163|ref|NR_024791.1| Shewanella marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
AGGCCTAACACATGCAAGTCGAGCGGTAACACAAGGGAGCTTGCTCCTGAGGTGACGAGCGGCGGACGGG 
TGAGTAATGCCTAGGTATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACG 
CCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAACCTAGGTGGGATTAGCTAGTT 
GGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACT 
GAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCA 
GCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTAAGTCT 
TAATACGGCTTAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAA 
TACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCAAGAT 
GTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTTGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTA 
GAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGA 
CAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGTCTACTCGGAGTTTGGTGTCTTGAACACTGGGCTCTCAAGCTAACGCATTAAGTAGACCGCC 
TGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTA 
GTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCC 
GGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGT 
GCTACAATGGTCGGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCACAAAGCCGGTCGTAGTC 
CGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAG 
CTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATG 


>gi|219857162|ref|NR_024790.1| Arenibacter troitsensis strain KMM 3674 16S ribosomal RNA, partial 
sequence 
CGAGGGGCAGCGGGGATAAGCTTGCTTATCCGCCGGCGACCGGCGCACGGGTGCGCAACGCGTATAGAAT 
CTGCCCTGTACTGGGGAATAGCCCAGAGAAATTTGGATTAATGCCCCATGGTATGTTTAAGCGGCATCGC 
TTTTACATTAAAGGCTACGGTACAGGATGACTATGCGTCCCATTAGTTAGTTGGTAAGGTAACGGCTTAC 
CAAGGCAGCGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTC 
CTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGA 
AGACGGTCCTATGGATTGTAAACTGCTTTTGTACGGGAAGAACAAGGGGCACGTGTGCCCTTCTGACGGT 
ACCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCC 
GGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCCATTAAGTCAGGGGTGAAAGTCTGCGGCTCAACCGT 
AGAATTGCCCTTGATACTGGTGGTCTTGAGTTATGGTGAAGTAACTAGAATATGTAGTGTAGCGGTGAAA 
TGCATAGATATTACATAGAATACCGATTGCGAAGGCAGGTTACTAACCATATACTGACGCTGATGGACGA 
AAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCG 
GATGCAAATCTGGGCGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTCCGCAAGGATGAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAAC 
CTTACCAGGGCTTAAATGTGGTCTGACAGCTTTAGAGATAGAGCCTCCTTCGGGCAGATCACAAGGTGCT 
GCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGCCGTT 
AGTTGCCAGCATGTAAAGATGGGGACTCTAACGGGACTGCCGGTGCAAACCGCGAGGAAGGTGGGGATGA 
CGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCA 
CTCCGCAAGGAGGAGCGAATCTATAAAACCGGTCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGA 
AGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTCACCGCAAGGAG 


>gi|219857161|ref|NR_024789.1| Thermodesulfobium narugense strain Na82 16S ribosomal RNA, partial 
sequence 

ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGATAGAAGCTTGCTT 
CTATCTTAGTGGCAAACGGGTGAGTAACGCGTGGGTAACCTACCCTTAAGTGGGGGATAACAGGTCGAAA 
GGCCTGCTAATACCGCATACCTTTCAAGCACACAAGTGTTTGAAAGAAAGGAGTAATCCGCTTGAGGAGG 
GGCCTGCGTCCTATCAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCTATGACGGGTAGCTGGTCTGAGA 
GGATGGTCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTCC 
GCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGGACGATGAAGACCCTATGGGTCGTAAAGTCCTTT 
TGTGAGGGAAGAAGCTCTGACGGTACCTCACGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA 


AAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTGCGTAGGCTGTTTTGTAAGTCTCA 
GGTGAAATCTATCAGCTCAACTGATAAACTGCTTGAGATACTGCAGAACTTGAGGGCAGGAGAGGAGAGT 
GGAATTCCCGGTGTAGCGGTGAAATGCGTAGGATATCGGGAGGAACACCAGTGGCGAAGGCGACTCTCTG 
GACTGTCCCTGACGCTGTGGCACGAAAGCTAGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCTAGCC 
GTAAACGATGGATGCTTGGTGTAGGAGGTTATACCTTCTGTGCCGAAGCTAACGCGTTAAGCATCCCGCC 
TGGGAACTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGTTTGACATGTAAGTGGTACGGATCCGAAAGGTGA 
AGGAACCGAGCTTGCTCGGTAGCTTACACAGGTGGTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTTAGTTACTACTCGAAAAGAGAGGACTCTAATGAGA 
CTGCCGGCGATAAGCCGGAGGAAGGAGGGGACGACGTCAAGTCATCATGCCCTTTATGCCCTGGGCGACA 
CACGTGCTACAATGGCTGGTACAACGGGTTGCAACAAAGCGATTTGGAGCCAATCCCTTAAAGCCAGCCT 
CAGTTCGGATCGTAGGCTGAAACTCGCCTACGTGAAGTCGGAATCGCTAGTAATCGCCAATCAGCCACGT 
GGCGGTGAATACGTTCCCGGGCCTTGTACACAC 


>gi|219857160|ref|NR_024788.1| Agarivorans albus strain MKT 106 16S ribosomal RNA, partial sequence 
GGCTCAGATTGAACGCTGGCGNCAGGCTTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTANA 
AGATGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTTACGTGGGGGACAACAGTTGGAAA 
CGACTGCTAATACCGCATAATGTCTTCGGACCAAAGGAGGGGACNCTTCGGNNCCTTTCGCGTAAAGATT 
AGCCCAAGTGGGATTAGCTAGTTGGTAAGGTAATGGCTNACCAAGGCGACGATCCCTAGCTGGTTTGAGA 
GGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTC 
AGTCGTGAGGAAGGGGTAGTAATTAATACTTGCTATCTTTGACGTTAGCGACAGAAGAAGGACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTAC 
GCAGGCGGCTTGTTAAGCCAGATGTGAAATCCCCGGGCTCAACCTGGGAATGGCATTTGGAACTGGCAAG 
CTAGAGTTTTGTAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACC 
AGTGGCGAAGGCGGCCACCTGGACAAAAACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTTGTCTGTGAGTTTAACTCGTGGGTAACGCA 
GCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGCCCTTGACATACT 
GAGAATTTACCAGAGATGGTTTAGTGCCTTCGGGAACTCAGATACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCACGTAATG 
GTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCC 
CTTACGGGCAGGGCTACACACGTGCTACAATGGCATGTACAGAGGGATGCGAACTCGCGAGAGCAAGCGG 
ACCCCAAAAAGCATGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTA 
ATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGCTCACCACTTTG 


>gi|219857159|ref|NR_024787.1| Flavobacterium limicola strain ST-82 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATAGTTC 
TTCGGAATTAGAGACCGGCGCACGGGTGCGTAACGCGTATGCAATCTACCTTTCACAGAGGGATAGCCCA 
GAGAAATTTGGATTAATACCTCATAGTATAACATGACCGCATGGTCGAGTTATTAAAGTCACAACGGTGA 
AAGATGAGCATGCGTCCCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGGGTAGGGGTC 
CTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAA 
TATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAAC 
TGCTTTTATACAGGAAGAAACAACTCTACGTGTAGAGTCTTGACGGTACTGTAAGAATAAGGATCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTC 
CGTAGGCGGTCAGATAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGTCTG 
ACTTGAATTATTAGGAAGTAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATAC 
CAATTGCGAAGGCAGGTTACTACTAATTGATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTGGGAGCAATCTCAGTGGCTAAGCGA 
AAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGATTG 
ACCGGTTTGGAAACAGACTTTTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCG 
TGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAA 
CTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGC 
CTTGGGCTACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCACTGGGCGACCAGGAGCGAATCTATA 
AAACCGGTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATA 
TCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGG 
TGCCTGAAGTCGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGG 
TAACC 


>gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis strain T7 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGACGCTGACGAGTG 
GCGAACGGGTGAGTAATACATCGGAACGTGCCCAGTCGTGGGGGATAACTACTCGAAAGAGTAGCTAATA 
CCGCATACGATCTGAGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCGATTGGAGCGGCCGATGGCAGAT 
TAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAG 
CCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAA 
AGCTCCTTCTAATACAGGGGGCCCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGT 
AAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCATGGCTAGAGTACGGTAG 
AGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAA 
TCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 


CCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTAGTTTTCTCAGTAACGAAGCTAACGCGTGAAGT 
TGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
ATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGGCAGGGAGTTTCCAGAG 
ATGGATTCGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTCAGTTGAGCACTCTAATGA 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTA 
CACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAACCAGT 
CGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATG 
CCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAG 
TAGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTG 


>gi|219857157|ref|NR_024785.1| Rothia aeria strain Al-17B 16S ribosomal RNA, partial sequence 
AACACATGCAAGTCGAACGATGAAGCGGTGCTTGCACGTGGATTAGTGGCGAACGGGTGAGTAATACGTG 
AGTGACCTACCTTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATACGACCAATCTCTGC 
ATGGGGTGTTGGTGGAAAGCGTTATGGAGTGGTTTTAGATGGGCTCACGGCCTATCAGCTTGTTGGTGAG 
GTAATGGCTTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCTGATGCAGCGACGC 
CGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTGTTAGCATCGAAGAAGCGAAAGTGACGGTAGGT 
GCAGAGAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAA 
TTATTGGGCGTAAAGAGCTTGTAGGCGGTTGGTCGCGTCTGCTGTGAAAGGCCGGGGCTTAACTCCGGTT 
TTGCAGTGGGTACGGGCTAACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCA 
CAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGAAGCGAAAGC 
ATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGAC 
ATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAA 
CCTTACCAAGGCTTGACATGCATTAGATCGCGTCAGAGATGGCGTTTTCCTTCGGGGCTGGTGTACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTT 
CTATGTTGCCAGCGGTTCGGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGC 
GATACTGTGAGGTGGAGCTAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCA 
TGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGT 


>gi|219857156|ref|NR_024784.1| Rhodococcus baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCTTTCGGGGTACACGAGCGGCGAAC 
GGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGA 
TATGACCTCCTATCGCATGGTGGGTGGTGGAAAGATTTATCGGTGCAGGATGGGCCCGCGGCCTATCAGC 
TTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTG 
ATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAA 
GTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAG 
CGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTTTGTCGCGTCTTTGGTGAAAACCAGCAGC 
TCAACTGCTGGCTTGCAGGCAATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTG 
AGGAACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTA 
GGTGTGGGTTCCTTCCACGGAATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGC 
AACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCTGCAGAGATGTGGCCCCCCTTGTGGTCG 
GTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCCTATCTTATGTTGCCAGCACGTTATGGTGGGGACTCGTAAGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCAGTA 
CAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCA 
ACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCG 


>gi|219857155|ref|NR_024783.1| Arthrobacter russicus strain Al-3 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTGTGCTTGCACGGGGGATTAGTGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACT 
GGATACGACCTCTCATCGCATGGTGTGGGGGTGGAAAGTTTTTGCGGTTTTGGATGGACTCGCGGCCTAT 
CAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAG 
CCTGATGCAGCGACGCCGCGTGAGGGAACGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAACAAG 
GCATCATTTTTGTGGTGTTGAGGGTACTTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTG 
TCGTGAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTG 
GGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAAGGCGTAGAAATA 
CGTCCCCCACTTGTGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACG 


CATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCA 
GTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACG 


>gi|219857154|ref|NR_024782.1| Diaphorobacter nitroreducens strain NA10B 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGT 
CTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACGA 
GGCGAAAGCTTTGCTAATACCGCATACGATCTACGGATGAAAGCGGGGGATCTTAGGACCTCGCGCGGAC 
GGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTC 
TGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
TTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTG 
CTTTTGTACGGAACGAAAAGCCTCTTTCTAATAAAGAGGGGTCATGACGGTACCGTAAGAATAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGTGCGCAGGCGGTTTTGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTG 
CAAGGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGA 
ACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTCACTGACTCAGTAA 
CGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACA 
TGGCAGGAAGTTTCCAGAGATGGATTCGTGCCCGAAAGGGAACCTGCACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAA 
AGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAA 
TCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAA 
TCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGC 
GGGTTCTGCCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCAGGGTTCGTGACTGGGGT 
GAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219857152|ref|NR_024780.1| Microtetraspora malaysiensis strain H47-7 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GGATATGACTACTTCGGGCATCCGATGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCCTAT 
CAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAG 
CCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGT 
TGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCTTAGGGC 
TTAACCCTAGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTA 
GGTGTGGGGACCTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGC 
AACGCGAAGAACCTTACCAAGGTTTGACATACACCGGAAAGCCTCAGAGATGGGGCCCTCTTCGGACTGG 
TGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTTCCATGTTGCCAGCACGCCCTTTGGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGG 
CCGGTACAGAGGGTTGCGATGCCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGG 
TCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCGG 
TTTACCGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACG 


>gi|219857151|ref|NR_024779.1| Planomonospora sphaerica strain JCM 9374 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACC 
GGATACGACCCGCGGCCGCATGGCCTGCGGGTGGAAAGTTTTTTCGGTCGGGGATGGACTCGCGGCCTAT 
CAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAG 
CCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGT 
TGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCGGATGTGAAAGCTTGGGGC 
TTAACTCCAGGTCTGCATTCGATACGGGCTGGCTAGAGGTAGGTAGGGGCAAGCGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTA 
GGTGTGGGGGCCTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGC 
AACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCTCTAGAGATAGGGCCCTCTTCGGACCGG 
GTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTTCCATGTTGCCAGCACGCTCCTTCGGGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAAT 
GGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGG 


GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACC 
CACTTGTGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACG 


>gi|219857150|ref|NR_024778.1| Planomonospora alba strain JCM 9373 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACC 
GGATACGACCACTTGCGGCATCGCATGGTGGTGGAAAGTTTTTTCGGTCGGGGATGGGCTCGCGGCCTAT 
CAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAG 
CCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGT 
TGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCGGGTGTGAAAGCTTGGGGC 
TTAACTCCAGGTCTGCATCCGATACGGGCTGGCTAGAGGTAGGTAGGGGCAAGCGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTA 
GGTGTGGGGGCCTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGC 
AACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAACACTCAGAGATGGGTGCCTCTTCGGACCGG 
GTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTTCCATGTTGCCAGCACGCTCCTTCGGGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAAT 
GGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACC 
CGTAAGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACG 


>gi|219857149|ref|NR_024777.1| Thermanaeromonas toyohensis strain ToBE 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGCCGTAGCATTAAGC 
TGGAGAGGTTTAGTGTTACGGTTTAGCGGCGGACGGGTGAGTAACGCGTAGGTAACCTACCCATGAGACC 
GGGATAACCCTGGGAAACTGGGGCTAATACTGGATACGCTCCTTTTAGGGCATCCTAGGGGGAGGAAAGG 
CTCTTAAGGGGCCGCTCATGGATGGGCCTGCGTCCCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGG 
CTACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGGATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGAAG 
GCCTTTGGGTTGTAAACCCCTGTCTGGAGGGAAGAATGGATGACGGTACCTCCGGAGGAAGCCCCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCG 
TGTAGGCGGTTTAGCAAGTCAGGTGTAAAAGGCTGCGGCTCAACCGCGGTTAAGCGCCTGATACTGCTGG 
ACTTGAGGGCAGGAGAGGGGGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACAC 
CAGTGGCGAAGGCGGCTCCCTGGACTGGCCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGATGGGTACTAGGTGTTGGGGGTATCGACCCCTCCAGTGCCG 
CAGTTAACACAGTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACATG 
CTGGTGGTACTGACCCGAAAGGGGAGGGACCCTTAAGGGNNNACTNTTAGGGAGCCAGCACAGGTGCTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCTCTAG 
TTGCCAGCGGGTTAAGCCGGGCACTCTAGAGGGACTGCCGGCGACAAGCCGGAGGAAGGTGGGGATGACG 
TCAAATCATCATGGCCCTTATGCCCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTAGCGAAC 
CTGCGAGGGGGAGCCAATCCCAAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAA 
GGCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCACGAAAGCCGGCAACACCCGAAGCCGGTGGAGCTAACCCTGGAGAAGGGAGGCAGCCGTC 
GAAGGTGGGGCCGGTGATTGGGGTGAAGTCGTAACA 


>gi|219857148|ref|NR_024776.1| Thermaerobacter nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGAGCGGGGGGACTG 
GGGAGCTTGCTCTCCGGTCTCCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGGCAGTGGG 
GGATAACCCTGGGAAACCGGGGCTAATACCGCATACGGTCCGCGCTCCGCATGGGGTGTGGAAGAAAGGC 
CGTCGTGAGGCGGTCGCTGCCGGAGGGGCCCGCGGCCCATCAGCTCGTTGGTGGGGTAACGGCCCACCAA 
GGCGACGACGGGTAGCCGGCCTGAGAGGGTGGCCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTCGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGAGGA 
AGCCCTTCGGGGTGTAAACCCCTGTCGTCCGGGACGAAGGTGAGGGGCTGAAAGGCCTCTTGCTGACGGT 
ACCGGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCC 
GGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCTGGCAAGTCGGATGTGAAAGGTCCCGGCTCAACCGG 
GGAGGTGCATTCGAAACTGCCGGGCTTGAGGGCAGGAGAGGGCAGCGGAATTCCCGGTGGAGCGGTGAAA 
TGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTGCCTGGCCTGGCCCTGACGCTGAGGCGCGA 
CAGCGTGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGTGGG 
AGGTATCGACCCCTTCCGTGCCGGAGCTAACGCACTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCTGGGCTTGACATCACCGCGAACCTGGCCGAAAGGCCGGGGTGCCCTTCGGGGAGCGCGGT 
GACAGGTGCTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCCCGCCCTGTGTTGCCAGCGGCTTGGCCGGGCACTCACAGGGGACTGCCGGTGACAAACCGGAGGAAGG 
TTGGGGATGACGTCAAATCATCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGCCGGTACAA 
CGGGTTGCGAACCCGCGAGGGGGAGCCAATCCCTAAAAGCCGGTCCCAGTTCGGATCGCAGGCTGCAACT 


CGCCTGCGTGAAGCCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCACGGGAGCCGGCAACACCCGAAGCCGGTGGCCCAACCCGAAAGGGAGGG 
AGCCGTCGAAGGTGGGGCCGGTGACTGGGGTGAAGTCGTAA 


>gi|219857147|ref|NR_024775.1| Reichenbachiella agariperforans strain KMM 3525 16S ribosomal RNA, partial 
sequence 
AATACATGCAAGTCGAGGGGCAGCACGAGTACTTGTACTTGGTGGCGACCGGCGCACGGGTGCGTAACGC 
GTATGCAACCTACCCATTACTGGGAGATAGCCCGAGGAAACTCGGATTAATACCCCATAGTATTATAGAT 
TCGCATGATGAAATAATTAAAGATTTATTGGTAATGGATGGGCATGCGTACCATTAGTTAGTTGGTGAGG 
TAACGGCTCACCAAGACTACGATGGTTAGGGGGCCTGAGAGGGTGATCCCCCACACTGGTACTGAGATAC 
GGACCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGTCAATGGAGGAGACTCTGAACCAGCCATGC 
CGCGTGCAGGAAGACGGCCTTCTGGGTTGTAAACTGCTTTTGACAGGGAAGAAAACGGCTATGCGTAGCT 
AATTGACGGTACCTGTAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCA 
AGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGCCCATTAAGTCAGTGGTGAAATTTTGCA 
GCTTAACTGTAAAACTGCCATTGATACTGGTGGGCTTGAGTATTGTTGAGGCAGGCGGAATTTATGATGT 
AGCGGTGAAATGCATAGATATCATAAAGAACACCGATAGCGAAGGCAGCTTGCTAAGCGATAACTGACAC 
TAAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGCTCAC 
TCGATGTATGCGATATTACTGTATGCGTCCAAGCGAAAGCGTTAAGTGAGCCACCTGGGGAGTACGCTGG 
CAACAGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGAT 
ACGCGAGGAACCTTACCTGGGCTCGAATGTGAGCGCTAGATTTAGAGATAGATCGTTCTTCGGACGTGAA 
ACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCCTACTGTTAGTTGCCATCAGGTTATGCTGGGGACTCTAACAGGACTGCCTACGCAAGTAGAGAGGAAG 
GTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTGCTACAATGGTGCATACAG 
AGGGTCGCAAGCTGGCAACAGCAAGCCAATCTCAAAAAGTGCATCTCAGTTCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTTGGAATCGCTAGTAATCGCGTATCAGCAATGACGCGGTGAATACGTTCCCGGACCT 
TGTACACACCGCCCGTCAAGCCATGGAAGTTGGGAGGACCTGAAGACGGTAGCTGTAAGGCGCTGTTTA 


>gi|219857146|ref|NR_024774.1| Actinokineospora terrae strain IFO 15668 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCG 
AACGGGTGAGTAACACGTGGGTAATCTGCCCCATACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACC 
GGATATGACCCTGCACCGCATGGTGTGGGGTGGAAAGTTCCGGCGGTATGGGATGAGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCG 
CAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACCTGC 
AGCTTAACTGTGGGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTG 
CTAGGTGTGGGGACCATTCCACGGTTTCCGTGCCGTAGCTAACGCATTAAGCACCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCATTGGAAACCGGTAGAGATATCGGCCCCCTTGTG 
GCCGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCC 
GGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTC 
TGCAACTCCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGATC 
CCGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGAAACACCCGAAGCCCATGGCCCAACCCGCA 
AGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACAAGTCGTAACAAGGTAGCCGTACCGGAAGGTG 
Cc 


>gi|219857145|ref|NR_024773.1| Kozakia baliensis strain Yo-3 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGACCTTTCGGGGTCAGTGGCGGACGGGTG 
AGTAACGCGTAGGGATCTATCCATGGGTGGGGGATAACACTGGGAAACTGGTGCTAATACCGCATGATGC 
CTGAGGGCCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTCGATTAGCTTGTTGGTGGGGTAAAGGC 
CTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGT 
GTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATAACTGGGCGTA 
AAGGGCGCGTAGGCGGTTTGGACAGTCAGATGTGAAATTCCTGGGCTTAACCTGGGGGCTGCATTTGATA 
CGTACAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGA 
AGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGC TGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGCAACTTAGTTGCTCA 
GTGTCGTAGCTAACGCGCTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTT 
GACATGGGGAGGCTGTAGCCAGAGATGGTTATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCA 
GCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGACAGCGA 
TGTCATGCCGATCTCTAAAAACCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGGTTCGACCTTAAGCCGGTGAGCGAACCCAGCAATGGGGCGCAGCCGATCACGGTCGGG 


TTAGCGACTAGGGTG 


>gi|219857142|ref|NR_024770.1| Edwardsiella tarda strain ATCC15947 16S ribosomal RNA, partial sequence 
CGCTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAA 
CGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCATGCCATCAGATGAA 
CCCAGATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGG 
ATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAG 
TAGGGAGGAAGGTGTGCGTGTTAATAGCACGTGCAATTGACGTTACCTACAGAAGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGC 
AGGCGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCCAAGACTGGCAAGCT 
AGAGTCTCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG 
TGGCGAAGGCGGCCTCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGAAGC 
TAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGC 
GAATCCTGTAGAGATACGGGAGTGCCTTCGGGAACGCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCG 
GGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTT 
ACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACC 
TCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATC 
GTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGG 
GTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTG 


>gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri strain JCM1680 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGGGCGGTAGCAGGGAGAAAGCTTGCTTTCTCCGC 
TGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGG 
TAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCATGCCATCAGATGAACCC 
AGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATG 
ACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTAG 
GGAGGAAGGTGTGAGCGTTAATAGCGTTCACAATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGG 
CGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCCAAGACTGGCAAGCTAGA 
GTCTCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG 
CGAAGGCGGCCTCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGAAGCTAA 
CGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGCGAA 
TCCTGTAGAGATACGGGAGTGCCTTCGGGAACGCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTAGGCCGGGA 
ACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
AGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCA 
TAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTG 
GATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTG 


>gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae strain JCM1679 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAGCAGGGAGAAAGCTTGCTTTCTCCGC 
TGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGG 
TAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCATGCCATCAGATGAACCC 
AGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATG 
ACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTAG 
GGAGGAAGGTGTACGTGTTAATAGCACGTACAATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGG 
CGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCCAAGACTGGCAAGCTAGA 
GTCTCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG 
CGAAGGCGGCCTCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGAAGCTAA 
CGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGCGAA 
TCCTGTAGAGATACGGGAGTGCCTTCGGGAACGCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTAGGCCGGGA 
ACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
AGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCA 
TAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTG 
GATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTG 


>gi|219857139|ref|NR_024767.1| Dietzia psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 
GGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCCTTCGGGGGTACACGAGTG 
CCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACCTCGGGATAAGCCTGGGAAACCGGGTCTAAA 


TACCGGATATGAGCTCCTTCCCGCATGGTGGGGTGTGGAAAGTTTTTCGGTGCAGGATGAGTCCGCGGCC 
TATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGATCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATACTGCACAATGGGCGG 
AAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGTCCTTCGGATTGTAAACTCCTTTCAGTAGGGACG 
AAGCGAGAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCGTCTGTGAAAT 
CCTCCAGCTCAACTGGGGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCC 
TGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAAC 
TGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGT 
GGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATATACAGGACGACGGCAGAGATGTCGTTTCCCT 
TGTGGCTTGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTGTCTCATGTTGCCAAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAATCATCATGCCCCTTATGTCTAGGGCCTTCACACATGCTACAA 
ATGGCTAGTACAGAGGGGCTGCCGAGACCCCAAGGTGGTAGCGAATCCCCTAAAGCTAAGTCTCAAGTTC 
GGATTTGGGGGCTGCAACTCGACCCCAATGAAGTCGGAGTCCCTAGTAATCGCAGATCAGCATTGCTGCG 
GTGAATACCGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACAACCGAAGCCGG 
TGGCCTAACCCTTGTTGGAGGGAACCGTCGAAGGTGGAACCGGCGATTTGGGACCAAGTCCTAACAAGGT 
AGCCGATCGGAAG 


>gi|219857138|ref|NR_024766.1| Bacillus okuhidensis strain GTC 854 16S 
CAAGTTGAGCGGACCAAAGGGAGCTTGCTCCTGGAGGTTAGCGGCGAACGGGTGAGTAACACGTGGGCAA 
CCTGCCTGGAAGACTGGCATAACATCGAGAAATCGGTGCTAATACCGGATAATAAAAAGAACTGCATGGT 
TCTTTTTTGAAAGATGGTTTCGGCTATCACTTAAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGT 
AACGGCTCACCAAGGCGACGATGCGTACGACCTGAGAGGGTGATCCGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGC 
GTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAGTGCCGTTCGAAAGGGCG 
GCACCTGGACGGTACCTAACGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTG 
GCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCC 
CCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACG 
TGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGA 
CGCTGAGGCGCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGT 
GCTAGGTGTTAGGGGTTTCGACGCCCTTAGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTAC 
GACCGCAAGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACCCTAGAGATAGGGCTTTCCCCTTCGG 
GGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAAGCCTTGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGA 
TGGTACAAAGGGTTGCGAAGCCGCGAGGTTAAGCCAATCCCAGAAAGCATTCTCAGTTCGGATTGCAGGC 
TGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTG 
GAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGT 


>gi|219857137|ref|NR_024765.1| Rhodococcus jostii strain IFO 16295 16S 
TGATCCTNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGCGCGTTCGGG 
TACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGTTCTGCCCTGCACTTCGGGATAAGCCTGGGAAAC 
TGGGTCTAATACCGGATATGACTTCGGCTGCATGGCCGAGGGTGGAAAGGTTAACTGGTGCAGGATGGGC 
CCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGG 
TGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCA 
GGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTTTGTCGCGTCGTTTG 
TGAAHACTCACAGCTCAACTGTGAGCCTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC 
AGTAACTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGGTGGGCGCTAGGTGTGGGTTCCTTCCACGGGATCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCCGTAGAGATACGGCC 
CCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCGTAAGACACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCT 
ACAATGGCCAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGG 
ATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGC 
CTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTGTAACAAGGTAGCCG 
TACCGGAAGGTGCGGCTGGATCA 


>gi|219857136|ref|NR_024764.1| Streptomyces venezuelae strain JCM 4526 
sequence 

GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTA 
GTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCT 
AATACCGGATAACACCGGCTTCCGCATGGGAGCTGGTTGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGG 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial 


CCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAA 
GAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGGTGTGAAA 
GCCCGGGGCTTAACCCCGGGTCTGCATCCGATACGGGCAGGCTAGAGTGTGGTAGGGGAGATCGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGT 
TGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTT 
AATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATTAGAGATAGTGCCCCC 
CTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACCGC 
CGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACG 
TGCTACAATGGCCGGTACAAAGAGCTGCGATGCCGTGAGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGT 
TCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGT 
GGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATGGGACGAAGTCGTAACAAGGTAG 
CCGTACCGGAAGG 


>gi|219857135|ref|NR_024763.1| Streptomyces peucetius strain JCM 9920 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGAT 
TAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGT 
CTAATACCGGATAACACTGCGGATCGCATGGTCTGCGGTTGAAAGCTCCGGCGGTGAAGGATGAGCCCGC 
GGCCTATCAGCTTGTTGGTGGGGTGATGGCC TACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGAC 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGG 
AAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGA 
AAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAGGGGAGATCGGAAT 
TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCAT 
TACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGC 
TTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATCAGAGATGGTGCCC 
CCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACA 
CGTGCTACAATGGCCGGTACAAAGAGCTGCGAAGCCGTGAGGCGGAGCGAATCTCAAAAAGCCGGTCTCA 
GTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCG 
GTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGG 
TAGCCGTACCGGAAGG 


>gi|219857133|ref|NR_024761.1| Streptomyces platensis strain JCM 4662 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGAT 
TAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGT 
CTAATACCGGATACTGACTACCGACCGCATGGTCTGGTGGTGGAAAGCTCCGGCGGTGAAGGATGAGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTGATGGCC TACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAG 
GGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGCGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGT 
GAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGA 
ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCC 
GATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTG 
GCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAGACAGGCG 
CCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCA 
CACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCT 
CAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGC 
CGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAA 
GGTAGCCGTACCGGAAGG 


>gi|219857132|ref|NR_024760.1| Streptomyces albofaciens strain JCM 4342 16S ribosomal RNA, partial 
sequence 

GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGAT 
TAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGT 
CTAATACCGGATACGACACGGGATCGCATGATCTCCGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCG 


CGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGG 
GAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTG 
AAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCG 
ATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGG 
CTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTC 
CCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCACGTCCTTTCGGGGATGGTGGGGACTCACAGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGC 
ACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAG 
CCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACA 
AGGTAGCCGTACCGGAAGG 


>gi|219857131|ref|NR_024759.1| Paenibacillus glycanilyticus strain DS-1 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTTGCCTTCGGGTAAAGTTAGCGGCG 
GACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGACTGGGATAACATTCGGAAACGAATGCTAATACC 
GGATACGCGAATCGGTCGCATGATCGAATCGGGAAAGGCGGAGCAATCTGCCACTTATGGATGGACCCGC 
GGCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAT 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGG 
ACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGG 
AAGAACGCTTGCGAGAGTAACTGCTCGCAAGGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCCGGAATTATTGGGCGTAAAGCGCGCGCAGGC 
GGCCTTGTAAGTCTGTCGTTTAAACTCGGAGCTCAACTTCGAGTCGCGATGGAAACTGCAAAGCTTGAGT 
GCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCG 
AAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAAC 
ACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCAC 
AAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGAC 
CGTCCTAGAGATAGGGCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCACTTTGGGTGGGCA 
CTCTAGGATGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGA 
CCTGGGCTACACACGTACTACAATGGCCGATACAACGGGAAGCGAAACCGCGAGGTGGAGCCAATCCTAT 
CAAAGTCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCG 
GATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACA 
ACACCCGAAGCCGGTGGGGTAACCGCAAGGAGCCAGCCGTCGAAGGTGGGGTAGATGATTGG 


>gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii strain AP3 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGTATGCTTAAGACATGCAAGTCGAACGGTAACAGGCCTTCGGGCGCTGACGAGTGG 
CGGACGGGTGAGTAACACGTGGGAATCTACCTTATAGTGGGGGATAAGCCGGGGAAACCCGGACTAATAC 
CGCATACGCCCTACGGGGGAAAGGCGCAAGTCGCTATAAGATGAGCCCGCGTCTGATTAGCTAGTTGGTG 
AGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGGCCAGCCACATTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTCGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAA 
TACCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTTAGTGGGGAAGATAATGACGTTACCCAC 
AGAAAAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATT 
ACTGGGCGTAAAGCGTGCGTAGGCGGCTCTTTAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACT 
GCATCCGATACTGGGGAGCTAGAATGTGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCATA 
GAGATCGGAAGGAACATCAGTGGCGAAGGCGACTTCCTGGACCAACATTGACGCTGAGGCACGAAAGCGT 
GGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTCGGCTCCAA 
CTAAGGGGTCGGTGGTGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGCGCGCAAGCGTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCT 
TACCAGCCCTTGACATGTAGCGAAGTCCGCAGAGATGTGGATGTGCCTTCGGGAACGCTAACACAGGTGC 
TGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCC 
CAGTTGCCAGCACGTAAAGGTGGGAACTCTGGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATG 
ACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGACGCA 
AGACCGCGAGGTGGAGCAAATCCCAAAAAACCAATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCAT 
GAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACG 
GAGTGATTCATGACTGGGGTG 


>gi|219857129|ref|NR_024757.1| Thiothrix flexilis strain EJ2M-B 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGTATGCTTAAGACATGCAAGTCGAACGGTAGTCCCTTCGGGGATGAGAGTGGCGCA 
CGGGTGAGTAACACGTGGGAATCTACCCAGTAGCGGGGGATAGCCTGGAGAAATCCAGATTAATACCGCA 
TACGCTCTACGGAGGAAAGGCTTCGGCCACTATTGGATGAGCCCGCGTTGGATTAGGTAGTTGGTGAGGT 
AAAGGCTCACCAAGCCTGCGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATCGGAACTGAGACACG 
GTCCGGACTCCTACGGGAGGCAGCAGTCGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATACC 


GCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCGCTAGGGACGATAATGACGGTACCTAGATAA 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGCGCGTAGGTGGTTTATTAAGTCAGATGTGAAATCCCTGGGCTCAACCTAGGCACTGCAT 
CTGATACTGGTAGACTAGAATGTGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCATAGAGA 
TCGGAAGGAACATCAGTGGCGAAGGCGACTTCCTGGACCAACATTGACACTGAGGTGCGAAGGCGTGGGT 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGTCAACTAGCCGTTGGGTTCGATTTA 
GGATTCAGTGGTGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGCTCGCAAGAGTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
AGCCCTTGACATGGCAGGAATCCCTGAGAGATTGGGGAGTGCCGCAAGGAACCTGCACACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCTAGT 
TGCCAGCACGTAAAGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGT 
CAAGTCATCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCCAGTACAGAGGGACGCGAGAC 
CGCGAGGTGGAGCAAATCCCAGAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAG 
TTGGAATCGCTAGTAATCGCGAATCAGAACGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCGAAAGGAGGGCGCTTGCCACGGTGT 
GGCCGATGACTGGGGTG 


>gi|219857128|ref|NR_024756.1| Thiothrix disciformis strain B3-1 16S ribosomal RNA, partial sequence 
ATTAAACGCNGGCGGTATGCTTAAGACATGCAAGTCGAACGGTAACAGGTTAAGCTGACGAGTGGCGGAC 
GAGTGAGTAACGCGTGGGAATCTACCTTGTAGTGGGGGATAAGCCAGGGAAACTTGGACTAATACCGCTT 
ACGCCCTAAGGGGGAAAGGAGCAATTCGCTATAAGATGAGCCCGCGTCTGATTAGGTAGTTGGTGGGGTA 
AAGGCCTACCAAGCCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACGTCGGGACTGAGACACGG 
CCCGGACTCCTACGGGAGGCAGCAGTCGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAATACCG 
CGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTTGGGAAGATAATGACGTTACCAACAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCACGTAGGCGGCCTTTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATC 
TGATACTGGGAGGCTAGAATCTGGGAGAGGGGAGTGGAATTTCCGGTGTAGCGGTGAAATGCATAGAGAT 
CGGAAGGAACATCAGTGGCGAAGGCGACTCCCTGGACCAAGATTGACGCTCAGGTGCGAAAGCGTGGGTA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTAAACTAGCCGTCGGCTCGAACTAAG 
GAGTCGGTGGTGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCA 
GCCCTTGACATGTCGAGAATCCCGTAGAGATATGGGAGTGCCGCAAGGAACTCGAACACAGNTGCTGCAC 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCCTAGTT 
GCCAGCACGTAATGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGTTGGCACAGAGGGACGCAAGACC 
GCGAGGTGGAGCAAATCCCAAAAAACCAATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGT 
CGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTGCTCCAGAAGTAGATNGCTTAACCGAAAGGAGGGCGTTTACCACGGAGTG 
ATTCATGACTGGGGTG 


>gi|219857127|ref|NR_024755.1| Okibacterium fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial 
sequence 
TTTGATCCTAGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCT 
TGCTGGGTGGATAAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTCTGGGATAAGCGC 
TGGAAACGGCGTCTAATACCGGATATGACAACCGACGGCATCGTCTGGTTGTGGAAAGAATTTTGGTCAA 
GGATGAACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCT 
CTTTTAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCG 
CGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGG 
GGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGA 
TCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTC 
CACCCCGTAAACGTTGGGAACTAGATGTGGGGACCATTCCACGGTCTCCGTGTCGCAGCTAACGCATTAA 
GTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCA 
GAAATGGTCAACTCTTTGGACACTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGG 
GATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGC 
TTCACGCATGCTACAATGGCCGATACAAAGGGCTGCAATACCGCAAGGTGGAGCGAATCCCAAAAAGTCG 
GTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCG 
AGCCAGTGGCCTAACCCTTGTGGAAGGAGCTGTCTAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACA 
AGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTC 


>gi|219857126|ref|NR_024754.1| Alicyclobacillus cycloheptanicus strain DSM 4006 16S ribosomal RNA, 
partial sequence 

AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCCTTCG 
GGGTCAGCGGCGGACGGGTGAGTAACACGTGGGTAATCTGCCCAACTGACCGGAATAACGCCTGGAAACG 
GGTGCTAATGCCGGATAGGCAGCGAGCAGGCATCTGCTCGCTGGGAAAGGTGCAAATGCACCGCAGATGG 
AGGAGCCCGCGGCGCATTAGCTGGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTG 
AGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 
TCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCA 


GTCACTCGGGAAGAGCGGCAAGGGGAGTGGAAAGCCCCTTGAGAGACGGTACCGAGAGAGGAAGCCCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGC 
GTGCGTAGGCGGTTGCGTGTGTCCGGGGTGAAAGTCCAGGGCTCAACCCTGGGAATGCCTTGGAAACTGC 
GTAACTTGAGTGCTGGAGAGGCAAGGGGAATTCCGCGTGTAGCGGTGGAATGCGTAGATATGCGGAGGAA 
TACCAGTGGCGAAGGCGCCTTGCTGGACAGTGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTACCACCCTCAGTGCC 
GAAGGAAACCCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACAT 
CCCCCTGACAGCCGCAGAGATGCGGTTTCCCTTCGGGGCAGGGGAGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGAACTGTGTTACCAGCACGTG 
AAGGTGGGGACTCACAGTTGACTGCCGGCGTAAGTCGGAGGAAGGCGGGGATGACGTCAAATCATCATGC 
CCTTTATGTCCTGGGCTACACACGTGCTACAATGGGCGGTACAACGGGAAGCGAGACCGCGAGGTGGAGC 
AAACCCCTGAAAGCCGTTCGTAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 
AGTCGGCAACACCCGAAGTCGGTGGGGTAACCCGTCAGGGGGCCAGCCGCCGAAGGTGGGGTTGATGATT 
GGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGAT 


>gi|219857125|ref|NR_024753.1| Alicyclobacillus herbarius strain CP-1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACGGAAGG 
GAGCTTGCTCCCGGACGTCAGCGGCGGACGGGTGAGGAACACGTGGGCAATCTGCCCATCAGTCGGGAAT 
AACACTCGGAAACGGGTGCTAATGCCGGATAGGCATCTTGGGGGCATCCCTGGGATGGGAAAGGCGCTTA 
GGCGCTGCTGATGGAGGAGCCCGCGGCGCATTAGCTGGTTGGCGGGGTAACGGCCCACCAAGGCGACGAT 
GCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTAGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCG 
GGTTGTAAAGCTCAGTCAATCGGGAAGAGCGACCTAGGGAGGGAATGCCCTAGGGGAGACGGTACCGATG 
GAGGAAGCCCCGGCAAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGA 
CTGGGCGTAAAGCGTGCGTAGGCGGCCTTACGCGTCTGAGGTTTAAGACCACGGCTCAACCGTGGGGGTG 
CCTTGGAAACGGTGAGGCTTGAGTGCTGGAGAGGCAAGGGGAATTCCACGTGTAGCGGTGAAATGCGTAG 
AGATGTGGAGGAATACCCGTGGCGAAGGCGCCTTGCTGGACAGTGACTGACGCTGAGGCACGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTGCG 
AGCCCTCAGTGCCGAAGGAAACCCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGGCTTGACATCCCTCTGACGCACTCAGAGATGGGTGTTCCCNTNTGGGCAGAGGAGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTGTG 
TTACCAGCGCGTGANGGNGGGGACTCACAGGTGACTGCCGGCGCAAGCCGGAGGAAGGCGGGGATGACGT 
CAAATCATCATGCCCTTGATGTCCTGGGCGACACACGTGCTACAATGGGCGGTACAACGGGCAGCGAGAC 
CGCGAGGTGGAGCGAATCCCTGAAAGCCGCTCGTAGTTCGGATTGCAGGCTGCAACCCGCCTGCATGAAG 
NCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCACGAGAGTGAGCAACACCCGAAGTCGGTGAGGCAACCGGATAGGAGCCAGCCGCCGAAGGTG 
GGGCTCGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGAT 


>gi|219857124|ref|NR_024752.1| Paenibacillus koleovorans strain TB 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATTCCTCCTTCGGGGTGGGTTAGCGGCGGAC 
GGGTGAGTAACACGTAGGCCACCTGCCTGTAAGACTGGGATAACTACCGGAAACGATAGCTAATACCGGA 
TACGCGGTTGGATCGCATGATCCGATCGGGAAAGAGGGTTTCGGCTCTCACTTACGGATGGGCCTGCGGC 
GCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACG 
CAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTCTCGGATCGTAAAGCTCTGTTGCCAGGGAAG 
AACGGCCGGGGGAGTAACTGCCCTCGGCATGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTG 
GATTAAGTTTGGTGTTTAAGCCCGGGGCTCAACCCCGGATCGCACTGAAAACTGGTCGACTTGAGTGTAG 
GAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGG 
CGACTTTCTGGCCTATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTAAACACAG 
TAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
AGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCCTGAATACG 
TTTGAGATAGCGTATGCCCTTCGGGGACAGGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCACTTTGGGTGGGCACT 
CTAGGATGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACC 
TGGGCTACACACGTACTACAATGGCCGGTACAACGGGCCGCGAAGCCGCGAGGCGGAGCCAATCCCAAAA 
AGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGGATTGCTAGTAATCGCGGAT 
CAGCATGCCGCGGTGAATACGTTCCCGGGTCTT 


>gi|219857123|ref|NR_024751.1| Thermotoga thermarum strain DSM 5069 16S ribosomal RNA, partial sequence 
GGTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGTACCCGCAAGGGTACCAGCGGCGAACG 
GGTGAGTAACGCGTGGGTAACCTACCCCTCAGAGGGGGATAACCAGGGGAAACCCTGGCTAATACCCCAT 
ACGATCCAGTGACGAAGGTCACTGGATGAAAGGGGCAACTGCCCCGCTGAGGGATGGGCCCGCGTCCCAT 
CAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCAC 
AGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGAAAG 
CCTGATCCAGCGACGCCGCGTGGGGGATGAAGCCCTTCGGGGTGTAAACCCCTGTTGCGAGGGACGAATA 
AGGTGCGGAGTGGAATGCCGCACCGATGACGGTACCTCGCGAGAAAGCCCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGGGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCCTGG 
TAAGTCGGGTGTGAAATCCCACGGCTCAACCGTGGAATTGCGCCCGAAACTGCCAGGCTTGGGGACGGTA 


GAGGGAGACGGAACTGCCGGTGTAGGGGTGAAATCCGTAGATATCGGCAGGAACGCCGGTGGGGAAGCCG 
GTCTCCTGGGCCGCTCCCGACGCTGAGGCACGAAAGC TAGGGGAGCAAACCGGATTAGATACCCGGGTAG 
TCCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGGATAATCCCTCCGTGCTGTAGCTAACGCGTTAAGT 
GGGCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGGCGGGACCTCGCACAAGCGGTGG 
AGCGCGTGGTTTAATTGGATGCTGAGCCAAGAACCTTACCAGGGCTTGACATGCGGGTGGTACCGACCCG 
AAAGGGAAGGGACCCCTTCCTTTTGGAAGGGGAGCCCGCACAGGTGGTGCACGGCCGTCGTCAGCTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCCTAGTTGCCAGCGGTTCGGCCGGG 
CACTCTAGGGGGACTGCCGGCGACGAGCCGGAGGAAGGAGGGGACGACGTCAGGTACTCGTGCCCCTTAT 
GCCCTGGGCTACACACGCGCTACAATGGGTGGTACAGTGGGTTGCGATCCCGCGAGGGGGAGCTAATCCC 
TAAAACCACCCCCAGTTCGGATCGCAGGCTGCAACCCGCCTGCGTGAAGCCGGAATCGCTAGTAATCGCG 
GATCAGCCACGCCGCGGTGAATACGTTCCCGGGGTTTGCACACACCGCCCGTCAAGCCACCCGAGCTGGG 
GGCACCTGAAGACGCCGACCCCAACCCGAAAGGGAGGGGCGGCGTTGAAGGTGAACCTGGTGAGGGGGGC 
T 


>gi|219857122|ref|NR_024750.1| Coprococcus catus strain VPI-C6-61 16S ribosomal RNA, partial sequence 
GGCGCGCCTAACACATGCAAGTCGAACGGACGATGAAGAGCTTGCTTTTCAAAGTTAGTGGCGGACGGGT 
GAGTAACGCGTGGGTAACCTGCCTCATACAGGGGAATAGCAGCTGGAAACGGCTGATAAAACCGCATAAG 
CNCACAGTGCCGCATGGCACAGTGTGAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGCTTG 
TTGGCGGGGTAACGGCCCACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGATCGGCCACATTGGGA 
CTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATG 
CAGCGACGCCGCGTGAAGGAAGAAGTATCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGT 
ACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCC 
GGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGAGCAAGTCAGAAGTGAAANNCCCGGGGCTCAACCC 
CGGGACGGCTTTTGAAACTGCCCTGCTTGATTTCAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAA 
ATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGACAATGACGCTGAGGCTCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCG 
GGGCTCATAAGAGCTTCGGTGCCGCAGCAAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAA 
TGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGGCCTTGACATCCCGGTGACCGACCCGTAATGGGGTCTTCTCTACGGAGCACTGGAGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
CTATGTTCAGTAGCCAGCATTTAGGATGGGCACTCTGGACAGACTGCCGGGGATAACCCGGAGGAAGGCG 
GGGATGACGTCAAATCATCATGCCCCTTACGGCCTGGGCTACACACGTGCTACAATGGCGTAAACAAAGG 
GAAGCAAGAGGGTGACCTGGAGCGAATCCCATAAATAACGTCCCAGTTCGGACTGTAGTCTGCAACCCGA 
CTACACGAAGCTGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACG 


>gi|219857121|ref|NR_024749.1| Clostridium haemolyticum strain ATCC9650 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAACTTCCTTCGGGAAGTGGATTAGC 
GGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGAGGGGGATAGCCTCCCGAAAGGGAGATTAA 
TACCGCATAACATTATTTTATGGCATCATAGAATAATCAAAGGAGCAATCCGCTTTGAGATGGACCCGCG 
GCGCATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATC 
GGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGG 
GGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTCTTTAGGGA 
CGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTG 
GCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGTATGTAGGTGGGTGCTTAAGTCAGATGTGAAATTCC 
CGGGCTTAACCTGGGCGCTGCATTTGAAACTGGGCATCTAGAGTGCAGGAGAGGAAAGTGGAATTCCTAG 
TGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGA 
CACTGAGATACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAA 
TACTAGGTGTCGGGGGGTACCACCCTCGGTGCCGCAGCAAACGCATTAAGTATTCCGCCTGGGGAGTACG 
GTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCTTAATCGAGGAAGTCCCTTCGGG 
GACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTATTGTTAGTTGCTACTATTAAGTTAAGCACTCTAACGAGACTGCCGCGGTTAACGTGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCTG 
GTACAACGAGCAGCAAACCCGCGAGGGGGAGCAAAACTTGAAAGCCAGTCCCAGTTCGGATTGTAGGCTG 
AAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGG 
GTCTTGTACACACCGCCCGTCACACCATGAGAGCCGGTAACACCCGAAGCCCGTGAGGTAACCGTAAGGA 
GCCAGCGGTCGAAGGTGGGATTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACC 


>gi|219857120|ref|NR_024748.1| Alkaliphilus transvaalensis strain SAGM1 16S ribosomal RNA, partial 
sequence 
TGATCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGTTTATTAAAGGA 
AGTCTTCGGATGGAATTTAATAAACTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCCTGTAC 
AGAGGGACAACAACGGGAAACCGTTGCTAATACCTCATAAAACCCTAAAGGGGCATCCCTTATGGGTCAA 
AGAATTTCGGTACAGGATGGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACG 
ATCAGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTT 
CGGGTCGTAAAGCTCTGTCCTAAGGGAAGAATTTTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGG 
CGGTCTTACAAGTCAGGGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGTAGGACTTGAG 
TGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC 
GAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACACCGTAAACGATGAGTGCTAGGTGTTGGGGGTCGAACCTCAGTGCCGCAGCTAACGCA 


TTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTTGACATCCTTCAGACCAC 
TCCTTAACCGGAGTCTTCCCTTCGGGGACTGAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCAAGTAATGTTGGGCA 
CTCTAGAGAGACTGCCGGGGATAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
TCAGGGCTACACACGTGCTACAATGGCCGATACAAAGGGCTGCGAAGGAGTAATCTGGAGCCAATCCCAT 
AAAGTCGGTCCCAGTTCGGATTGTGGGCTGAAACTCGCCCACATGAAGTTGGAGTTGATAGTAATCGCGA 
ATCAGAATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAG 


>gi|219857119|ref|NR_024747.1| Actinoplanes rectilineatus strain IFO 13941 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTTTGGGATAACCTTCGGAAACGGAGGCTAATACC 
GGATACGACCTGCTGCCGCATGGCATGTTGGTGGAAAGTTTTTCGGTTTGGGATGGACTCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCG 
CAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGC 
GAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAATGTGAAATCTCAG 
GGCTCAACTCTGACATTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCG 
CTAGGTGTGGGGGACCTCTCCGGTCTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAATCTCGCAGAGATGCGGGGTCCTTCGGG 
GCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCG 
GTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCT 
GCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCCTTG 
TGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 
TGC 


>gi|219857118|ref|NR_024746.1| Cryptosporangium minutisporangium strain IFO 15962 16S ribosomal RNA, 
partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGGGCAACCTGCCCCTCGCTCTGGGATAACTCCGGGAAACCGGGGCTAATACC 
GGATACGACCACTTTAGGCATCTTTGGTGGTGGAAAGTTTTTCGGCGAGGGATGGGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTGATGGCCTACCAAGGCAGTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCC 
TGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGACTGTGAAAACCCGGG 
GCTCAACTCCGGGCCTGCAGTCGATACGGGCTGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTAACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGC 
TAGGTGTGGGACCCTATCCACGGGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGCTTAATTCGA 
TGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGAAAACTCGTAGAGATACGGGGTCCTTCGGGG 
CGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACGCATGCTACAATGGCCGGT 
ACAGAGGGCTGCGAAGCCGTAAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGC 
AACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCCCAACCCGTAAGG 
GGGGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|219857117|ref|NR_024745.1| Actinoplanes lobatus strain IFO 12513 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACC 
GAATACGACACAGCTTCGCATGAAGTCTGTGTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCG 
CAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGC 
GAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAATGTGAAATCTCAG 
GGCTCAACTCTGACATTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCG 
CTAGGTGTGGGGACCCTCTCCGGGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACGGAAATCCTCCAGAGATGGGGGGTCCTTCGGG 


GTCGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTTCGATGTTGCCAGCGCGTAATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCG 
GTACAAAGGGCTGCGAGACCGTGAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCT 
GCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCGTAA 
GGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGT 
Gc 


>gi|219857116|ref|NR_024744.1| Actinoplanes italicus strain IFO 13911 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTTTGGGATAACCTTCGGAAACGGAGGCTAATACC 
GAATATCGACAAGCCATCGCATGGTGTGTTTGTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTAT 
CAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAG 
CCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGC 
GCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCG 
CGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAATGTGAAATCTCA 
GAGCTCAACTCTGACATTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGT 
GTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGATACTGAC 
GCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC 
GCTAGGTGTGGGGACCCTCTCCGGGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAATCTCGCAGAGATGCGGGGTCCTTCGG 
GGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCATCCTATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCC 
GGTACAAAGGGCTGCGAGACCGTGAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTC 
TGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCGTA 
AGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 
TGC 


>gi|219857115|ref|NR_024743.1| Actinoplanes humidus strain IFO 14915 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGGAACCTGCCCCAGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACC 
GAATATTACCTTTCCTCGCATGGGGTTTGGTGGAAAGTTTTTCGGTTTGGGATGGTCTCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGAGGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGA 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCG 
AGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCG 
GCTCAACCGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGC 
TAGGTGTGGGGGACCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAAACTCGTAGAGATACGGGGTCCTTCGGGG 
CCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGG 
TACAAAGGGCTGCGATGCCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTG 
CAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCGTAAG 
GGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTG 
c 


>gi|219857114|ref|NR_024742.1| Actinoplanes digitatis strain IFO 12512 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACC 
GGATATGACTTTTCCTCGCATGAGGTTTGGTGGAAAGTTTTTCGGTCTGGGATGGGCTCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCG 
AGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCG 
GCTCAACCGCGGGCCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGC 
TAGGTGTGGGGGACCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAAACTCGCAGAGATGCGGGGTCCTTCGGGG 


CCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGG 
TACAAAGGGTTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTG 
CAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCATGGCCTAACCCGTAAG 
GGAGGGAGTGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTG 
Cc 


>gi|219857113|ref|NR_024741.1| Actinoplanes derwentensis strain IFO 14935 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAAGGCCCTTCGGGGTACTCGAGCGGC 
GAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTTTGGGATAACCCCCGGAAACGAGGGCTAATAC 
CGAATATTACTTGGTCCCGCATGGGATTTGGTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGAGGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCG 
AGAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGC 
GAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAATGTGAAATCTCAG 
GGCTCAACTCTGACATTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCG 
CTAGGTGTGGGGACCCTCTCCGGGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAAACTCGTAGAGATACGGGGTCCTTCGGG 
GCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTTCGATGTTGCCAGCGCGTAATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCG 
GTACAAAGGGCTGCGAGACCGTGAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCT 
GCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCCTTG 
TGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 
TGC 


>gi|219857112|ref|NR_024740.1| Actinoplanes consettensis strain IFO 14913 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGGAACCTGCCCCAGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACC 
GAATATTACCTTTCCTCGCATGGGGTTTGGTGGAAAGTTTTTCGGTTTGGGATGGTCTCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGAGGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGA 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCG 
AGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCG 
GCTCAACCGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGC 
TAGGTGTGGGGGACCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAAACTCGTAGAGATACGGGGTCCTTCGGGG 
CCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGG 
TACAAAGGGCTGCGATGCCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTG 
CAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCGTAAG 
GGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTG 
G 


>gi|219857111|ref|NR_024739.1| Actinoplanes campanulatus strain IFO 12511 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACC 
GAATACGACNCANTNTCGCATGANGTNTGTGTNGAAANTTTTTCGGTCTGGGATGGACTCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCG 
CAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGC 
GAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAATGTGAAAACCCGA 
GGCTCAACTTCGGGCTTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCG 
CTAGGTGTGGGGACCCTCTCCGGGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 


GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACGGAAATCCTCCAGAGATGGGGGGTCCTTCGGG 
GTCGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTTCGATGTTGCCAGCGCGTAATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCG 
GTACAAAGGGCTGCGAGACCGTGAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCT 
GCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCGTAA 
GGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGT 
Gc 


>gi|219857110|ref|NR_024738.1| Asaia siamensis strain S60-1 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGACCCTTCGGGGTGAGTGGCGGACGGGTG 
AGTATCGCGTAGGGATCTATCCACGGGTGGGGGATAACATCGGGAAACTGGTGCTAATACCGCATGATAC 
CTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTCGATTAGCTTGTTGGTGGGGTAAAGGC 
CTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGT 
GTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTA 
AAGGGCGCGTAGGCGGTTTACACAGTCAGATGTGAAATTCCAGGGCTTAACCTTGGGGCTGCATTTGATA 
CGTGTAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGA 
AGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTACTCA 
GTGTCGAAGCTAACGCGCTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGACTT 
GACATGGGGAGGCTGTATCCAGAGATGGGTATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCA 
GCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATGGTGA 
CATCGTGCCGATCTCTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGGTGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGGTTTGACCCGAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGTCGGGTCAG 
CGACTGGGGTG 


>gi|219857109|ref|NR_024737.1| Tenacibaculum amylolyticum strain MBIC4355 16S ribosomal RNA, partial 
sequence 
GATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACAGGTTGTGCTTGCACAATGCTGAC 
GACCGGCGAACGGGTGCGTAACGCGTATAGAATCTGCCTTGTACAGGAGGATAGCCTTTAGAAATGAAGA 
TTAATACTCCATAATGCTGGGATGTGGCATCACGTTCTAGTTAAAGATTTATTGGTACAAGATGACTATG 
CGTCCTATTAGCTAGATGGTAAGGTAACGGCTTACCATGGCTACGATAGGTAGGGGGTCTGAGAGGATTA 
TCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATG 
GAGGCAACTCTGAACCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATATG 
GGAAGAAACAGTCGTACGTGTACGGCCTTGACGGTACCATAAGAATAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGTCA 
ATTAAGTCAGAGGTGAAATCCTGCAGCTTAACTGTAGAACTGCCTTTGATACTGGTTGACTTGAGTTATA 
CGGAAGTAGGTAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCGATTGCGAAGG 
CAGCCTACTACGTATATACTGACGCTCATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGGACACTAGTTGTTGGATGTAAGTTCAGTGACTAAGCGAAAGTAATAAGTG 
TCCCACCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGAGTGACAGGCTGAGAG 
ATCGGTTTTTCTTCGGACACTTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGG 
TTAAGTCCTATAACGAGCGCAACCCTTATCGTTAGTTGCCAGCAAGTAAAGTTGGGGACTCTAGCGAGAC 
TGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACAC 
ACGTGCTACAATGGTATGGACAATGAGCAGCCACTATGCGAATAGGAGCGAATCTATAAACCATATCACA 
GTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATC 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCG 
GTGACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCT 


>gi|219857108|ref|NR_024736.1| Tenacibaculum mesophilum strain MBIC1140 16S ribosomal RNA, partial 
sequence 
GATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGCAGCGAATCTAGCTTGCTAGATGTCGGC 
GACCGGCGAACGGGTGCGTAACGCGTATAGAATCTGCCTTGTACAGGAGGATAGCCTTTAGAAATGAAGA 
TTAATACTCCATAATGTTTAGAGGTGGCATCATTTTTAAATTAAAGATTTATTGGTACAAGATGACTATG 
CGTCCTATTAGCTAGATGGTAAGGTAACGGCTTACCATGGCAACGATAGGTAGGGGGTCTGAGAGGATTA 
TCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATG 
GAGGCAACTCTGAACCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACA 
GGAAGAAACAGAACTACGTGTAGTTCCTTGACGGTACTGTAAGAATAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGTCA 
ATTAAGTCAGAGGTGAAATCCCATAGCTTAACTATGGAACTGCCTTTGATACTGGTTGACTTGAGTTATA 
CGGAAGTAGATAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCGATTGCGAAGG 
CAGTCTACTACGTATATACTGACGCTCATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGGACACTAGTTGTTGGGATTTGTCTCAGTGACTAAGCGAAAGTGATAAGTG 
TCCCACCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 


GCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGAGTGACAGGGGTAGAG 
ATACCTTTTTCTTCGGACACTTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGG 
TTAAGTCCTATAACGAGCGCAACCCTTATCGTTAGTTGCTAGCAGGTAAAGCTGAGGACTCTAGCGAGAC 
TGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACAC 
ACGTGCTACAATGGTATGGACAATGAGCAGCCACAACGCGAGTTGGAGCGAATCTATAAACCATATCACA 
GTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATC 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCG 
GTTACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCT 


>gi|219857107|ref|NR_024735.1| Tetrasphaera elongata strain Lp2 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACGAGGAGCTTGCTCCTCCGATCAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGAATAACAGTTGGAAACAGCTGCTAA 
TACCGGATACGAGACGGAGAGGCATCTCTACCGTCTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCC 
TATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGA 
AGCGAAAGTGACGGTACCTACAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAAAT 
CCGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCACTACT 
GACGCTGAGAAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTG 
GGAACTAGGTGTGGGTCTCATTCCACGAGATCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGA 
GTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACACCCAGAGATGGGTGCCCCGC 
AAGGTCGGTATACGAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTTGTATGTTGCCAGCGCGTAAAGGCGGGGACTCATAGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACACATGCTACAAT 
GGCCGGTACAAAGGGCTGCGAAATCGCGAGATGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACC 
CTTGTGGGGGGAGCCGTCCAAGGTGGGACTGGCGATTGGGACT 


>gi|219856913|ref|NR_024734.1| Pseudomonas alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGACGGGAGCTTGCTCCCTGATTTAGC 
GGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCCGAAAGGAACGCTAAT 
ACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGA 
TTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAA 
GCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAG 
GGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTTCGTGCCAGCA 
GCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGT 
TAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCGAGCTAGAGTACGGTA 
GAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCG 
ACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCAACTAGCCGTTGGGTTCCTTGAGAACTTAGTGGCGCAGCTAACGCATTAA 
GTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATGCTGAGAACTTTCCAG 
AGATGGATTGGTGCCTTCGGGAACTCAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGCACTCTAA 
GGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGG 
CTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACC 
GATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGA 
ATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAG 
AAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACC 


>gi|219856912|ref|NR_024733.1| Coprobacillus cateniformis strain JCM 10604 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTCGCTCAGTATGAAAGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACTGATTT 
TATCAGTGAGTGGCGAACGGGTGAGTAATACATAAGTAACCTGCCCTCATGAGGGGGATAACTATTAGAA 
ATGATAGCTAAGACCGCATAGGTGAAGGGGTCGCATGACCGCCTCATTAAATATCCGTATGGATAGCAGG 
AGGATGGACTTATGGCGCATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGAC 
CTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTAGGGAAT 
TTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAGGGAAGAAGTATTTCGGTATGTAAACCT 
CTGTTATAAAGGAAGAACGGTATGAATAGGAAATGATTCATAAGTGACGGTCCTTTATGAGAAAGCCACG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCCGACCGTTATCCGGAATCATTGGCCGTAAA 
GAGGGAGCAGGCGGCAATAGAGGTCTGCGGTGAAAGCCTGAAGCTAAACTTCAGTAAGCCGTGGAAACCA 
AATAGCTAGAGTGCAGTAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGA 
ACACCAGTGGCGAAGGCGACGATCTGGGCTGCAACTGACGCTCAGTCCCGAAACCGTGGGGAGCAAATAG 
GATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTTGGGGGTCAAACCTCAGTGCTG 
CAGTTAACGCAATAAGTACTCCGCCTGAGTAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATA 
CCTCTAAAGGCTCTAGAGATAGAGAGATAGCTATAGGGGATACAGGTGGTGCATGGTTGTCGTCAGCTCG 


TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAGTTACCATCATTAAGTTGG 
GGACTCTAGCGAGACTGCCTCTGCAAGGAGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTAT 
GACCTGGGCTACACACGTGCTACAATGGACGGATCAAAGGGAAGCGAAGCGCGAGGTGGAGCCAAACCCA 
AAAACCCGTTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTTGGAATCGCTAGTAATCGCG 
AATCAGAATGTCGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTA 
ACACCCGAAGCCGGTGGCTTAACCGCAAGGAGAGAGCTGTCTAAGGTGGGACTGATGATTAGGGTGAAGT 
CGTAACAAGGTAACC 


>gi|219856911|ref|NR_024732.1| Planomonospora venezuelensis strain JCM 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACC 
GGATACGACCTCCGGCCGCATGGCCTGGTGGTGGAAAGTTTTTTCGGTGAGGGATGGACTCGCGGCCTAT 
CAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAG 
CCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGT 
TGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCGGATGTGAAAGCCTGCAGC 
TTAACTGCGGGTCTGCATTCGATACGGGCCGGCTAGAGGTAGGTAGGGGCAAGCGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTA 
GGTGTGGGGACCTTCCACGGTTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGC 
AACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAACATCCAGAGATGGGTGCCTCTTCGGACTGG 
GTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTTCCATGTTGCCAGCAGCGTCCTTCGGGGCGGCTGGGGACTCATGGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAAT 
GGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACC 
CGCAAGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACG 


3167 16S ribosomal RNA, partial 


>gi|219856910|ref|NR_024731.1| Planobispora rosea strain JCM 3166 16S ribosomal RNA, partial sequence 


GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACC 
GGATACGACCCCTCACCGCATGGTGCGGGGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATC 
AGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGC 
CTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAAGT 
GACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGC 
GTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCGGATGTGAAAGCCCGCAGCT 
TAACTGCGGGTCTGCATTCGATACGGGCCGGCTAGAGGTAGGTAGGGGCAAGCGGAATTCCTGGTGTAGC 
GGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAG 
GTGTGGGGGCCTTCCACGGTTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATCACCCGGAAANCTCTAGAGATAGANNCCTCTTCGGACTGGG 
TGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGTTCCATGTTGCCAGCAACATCCTTCGGGGTGGTTGGGGACTCATGGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATG 
GCCGGTACAGAGGGCTGCCATACCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGG 
GTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCC 
GTAAGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACG 


>gi|219856909|ref|NR_024730.1| Planomonospora parontospora subsp. antibiotica strain JCM 3094 16S 


ribosomal RNA, partial sequence 

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACC 
GGATACGACTCGCGGCCGCATGGCCTGCGGGTGGAAAGTCTTTTCGGTCGGGGATGGACTCGCGGCCTAT 
CAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAG 
CCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGT 
TGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCGGATGTGAAAGCTTGGGGC 
TTAACTCCAGGTCTGCATTCGATACGGGCTGGCTAGAGGTAGGTAGGGGCAAGCGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTA 
GGTGTGGGGGCCTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGC 
AACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCCCTAGAGATAGGGCCCTCTTCGGATCGG 
GTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTTCCATGTTNCCAGCACGCTCCTTCGGGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAA 


CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAAT 
GGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACC 
AGCTTGCTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACG 


>gi|219856908|ref|NR_024729.1| Hydrogenobacter subterraneus strain HGP1 16S ribosomal RNA, partial 
sequence 
TGATCCTGGCTCAGCGCGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTGCGGAGGTGCCTTTTGGC 
ACCTCAGCGGCAAACGGGTGAGTAACACGTGAGTAACCTGCCCTCAGGAAGGGGATAACCCTCCGAAAGG 
GGGGCTAATACCCTATAATGTCAGTCACCACTAAGGTGGCTGACCAAAGGTGGCCTCTGCTCTGCATGCT 
ACCGCCTGAGGAGGGGCTCGCGGCCCATCAGGTAGTTGGTGGGGTAACGGCCTACCAAGCCTATGACGGG 
TAGCCGGCCTGAGAGGGTGTCCGGCCACAGTGGGACTGAGACACGGCCCACACCCCTACGGGGGGCAGCA 
GTGGGGAATCGTGGGCAATGGGCGAAAGCCTGACCCCGCGACGCCGCGTGGAGGAAGAAGCCCTTCGGGG 
TGTAAACTCCTGTCAGGGGGGAAGATGCTCACAGAGGTGAATAATCTCTGTGGGTGACGGTACCCCCAGA 
GGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAATTCACT 
GGGCGTAAAGCGTCCGCAGCCGGATGGGTAAGCGGTTCGTCAAAGCCCACCGCTCAACGGTGGAAAGGCG 
TACCGAACTGCCCATCTTGAGGCACGCTCAGGCAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAT 
ATCGGGAGGAACACCGAAGGCGAAGGCAGCCTGCTGGGGCTGTTCTGACGGTCAGGGACGAAAGCTGGGG 
GAGCAAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACCATGGGCGCTAGACGTCGTCCGTAAGGG 
CGGTGTCTCAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAAT 
TGGCGGGGGCCCGCACAACCGGTGGAGCGTCTGGTTCAATTCGATGCTAACCGAAAAACCTTACCCGGGC 
TTGACATGATGGGAAACCTCTGCGAAAGCGGAGGGTGCCGTCCTCTGGACGGAATCCCATCACAGGTGGT 
GCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTT 
AGTTGCCACTCTACGGAGGGCACTCTAAGGGGACTGCCGGCGATAAGCCGGAGGAAGGTGGGGATGACGT 
CAGGTCAGTATGCCCTTTATGCCCGGGGCGACACAGGCGCTACAGTGGCCGGGACAATGGGAAGCGATCC 
AGAAATGGGGAGCAAATCCTCAAACCCGGTCATGGTGCAGATTGAGGGCTGAAACTCGCCCTCATGAAGC 
CGGAATCGGTAGTAATGGCGGATCAGCTAGGCCGCCGTGAATACGTTCTCGGGCCTTGCACACACCGCCC 
GTCACGCCACGGAAGTCAGTCTTCCCGGAAGCCCTCGGGCTAACCCGCAAGGGAGGCAGAGGACGATGGG 
AAGGCTGGCAACTGGGGCGAAGTCGTA 


>gi|219856907|ref|NR_024728.1| Asaia bogorensis strain 71 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGACCCTTCGGGGTGAGTGGCGGACGGGTG 
AGTATCGCGTAGGGATCTATCCATGGGTGGGGGATAACATCGGGAAACTGGTGCTAATACCGCATGATAC 
CTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTCGATTAGCTTGTTGGTGGGGTAAAGGC 
CTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGT 
GTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTA 
AAGGGCGCGTAGGCGGTTTACACAGTCAGATGTGAAATTCCAGGGCTTAACCTTGGGGCTGCATTTGATA 
CGTGTAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGA 
AGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTACTCA 
GTGTCGAAGCTAACGCGCTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTT 
GACATGGGGAGGCTGTATCCAGAGATGGGTATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCA 
GCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATGGTGA 
CATCGTGCCGATCTCTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTGCATGAAGGTGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGGTTTGACCCGAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGTCGGGTCAG 
CGACTGGGGTG 


>gi|219856906|ref|NR_024727.1| Sporichthya polymorpha strain IFO 12702 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCACCTTCGGGTGGGGATCAGTGG 
CGAACGGGTGAGTAACACGTGGGCAACCTGCCCCTAGCTCTGGGATAACTCCGGGAAACCGGAGCTAATA 
CCGGATATGACACCGAGCGGCATCGCTCGGTGTGGAAAGTTTTTCGGCTAGGGATGGGCCCGCGGCCTAT 
CAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAG 
CCTGACGCAGCGACGCCGCGTGAGGGACGAAGGCCTTCGGGTCGTAAACCTCTTTCAGCAGGGACGAAGC 
GCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTG 
CAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCTGCTGTGAAAACTCG 
GGGCTCAACCCCGAGCCTGCAGTGGATACGGGCTAGCTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGT 
GTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGACCGATACTGAC 
GCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGC 
GCTAGGTGTGGGGATCTTTCCACGATCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTC 
GACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGAAAACTGGCAGAGATGTCAGGTCCGCAAG 
GGCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTTCTATGTTGCCAGCGCGTAATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACATGCTACAATGGCC 


GGTACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTC 
TGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTG 
TGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGT 
Gc 


>gi|219856905|ref|NR_024726.1| Thermosipho japonicus strain IHBl 16S ribosomal RNA, partial sequence 
TCAGGGTGAACGCTGGCGGCGTGCCTTACACATGCAAGTCGAGCGAAGCTGCTGGTGGAATCCCTTCGGG 
GAGGGAAGCCAGTAGACTGAGCGGCGGACGGGTGAGTAACGCGTAGGTGACCTACCCCTCAGAGGGGGGA 
TAACTGGGGGAAACCTCAGCTAATACCCCATACGTTCCTACCTACAAGTAGGCAGGAAGAAAGGGAGCTA 
GTGCTCTGCTGAGGGAGGGGCCTGCGACCCATCAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCGACGA 
CGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAAGGGCACTGAGACACGGGTCCTACTCCTACGGGAGGC 
AGCAGTGGGGGATTTTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGCGGGACGAAGCCCTTC 
GGGGTGTAAACCGCTGTGGTGGGAGACGAATAAGGTGAGGAGTGGAAAGCCTCACTGATGACGGTATCCC 
ACTAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTACCCGGATT 
TACTGGGCGTAAAGGGGGCGTAGGCGGCCGTGGAAGTCCGGTGTGAAAACTCACGGCTCAACCGTGGGAC 
TGCGCTGGAAACTACACGGCTTGAGGACGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCCGT 
AGATATCAGCAGGAACGCCGGTGGAGAAGTCGGTCTCCTGGGCCGTTCCTGACGCTGAGGCCCGAAAGCT 
AGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGAGT 
AATTCCTCCGTGCTGAAGCTAACGCGATAAGTGGGCCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCA 
AAGGAATTGACGGGACCCCGCACAAGCGGTGGAGCGTGTGGTTTAATTGGACGCTAAGCCAAGAACCTTA 
CCAGGGCTTGACATGCTGGTGGTACTGACCCGAAAGGGGAGGGACCTGTGGCGTTAGTCACGGGAGCCAG 
CACAGGTGGTGCACGGTCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCCTGCCCTTAGTTGCCAGCGGTTCGGCCGGGCACTCTAAGGGGACTGCCGGCGACGAGCCGGAGGAAGG 
AGGGGATGACGTCAGATACTCGTGCCCCTTATGCCCTGGGCGACACACGCGCTACAATGGGTGGGACAGC 
GGGAAGCGAGCCAGCGATGGTGAGCGAAACCCTTAAACCCACTCTCAGTTCGGATTGCAGGCTGAAACCC 
GCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCACGCCGCGGTGAATACGTTCCCGGGGTTT 
GTACACACCGCCCGTCACGCCACCCGAGTTGGCAGCGCCCGAAGATGGGTACTCCAACCGGAAGGGGGAG 
GCCTATTGAGGGCGAGGCTGGCGAGGGGGGCGA 


>gi|219856904|ref|NR_024725.1| Catenuloplanes crispus strain JCM 9312 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCTAGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACC 
GAATACTCCTTGGTCACCGCATGGTGGTCTCGGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGAGGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCG 
AGAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGC 
GAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAATGTGAAATCCCGT 
GGCTCAACTGCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCG 
CTAGGTGTGGGGGACCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAATCTCGCAGAGATGCGGGGTCCTTCGGG 
GCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTTCCATGTTGCCAGCACGTTATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCG 
GTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCT 
GCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCCTTG 
TGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACG 


>gi|219856903|ref|NR_024724.1| Streptomyces kasugaensis strain M338-Ml 16S ribosomal RNA, partial 
sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGTTTCGGCCGGGGAT 
TAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGT 
CTAATACCGGATATGACGCACGACCGCATGGTCTGTGTGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCG 
CGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGG 
GAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTG 
AAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCG 
ATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGG 
CTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGGCCAGAGATGGTCGC 
CCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAC 
ACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTC 


AGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCC 
GGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAG 
GTAGCCGTACCGGAAGGT 


>gi|219856902|ref|NR_024723.1| Streptomyces albulus strain IMC S-0802 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGCTTCGGTCGGGGAT 
TAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGT 
CTAATACCGGATATGACACGGGGTCGCATGATCTCCGTGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCG 
CGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGG 
GAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTG 
AAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCG 
ATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGG 
CTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATTAGAGATAGTGCC 
CCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAC 
ACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTC 
AGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCC 
GGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAG 
GTAGCCGTACCGGAAGGT 


>gi|219856901|ref|NR_024722.1| Nocardia vinacea strain MK703-102F1 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGA 
GCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTTCGGGATAAGCCTGGGAAACTGGGTCT 
AATACCGGATATGACCTCAGGATGCATGTCTTGTGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGG 
CCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGAC 
GAAGCGTGAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTCGTCGCGTCGATCGTGAAA 
ACCTACCGCTCAACGGTGGGCTTGCGGTCGATACGGGCGGACTAGAGTACTTCAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAA 
CTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGG 
TGGGTACTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAAGCGGCAGAGATGTCGCCCCC 
CTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTTATGGCGGGGACTCGTGAGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACA 
ATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATC 
GGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAA 
CCCTTGTGGAGGGAGCCGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCG 
GAAGGT 


>gi|219856900|ref|NR_024721.1| Burkholderia kururiensis strain KP23 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGGACGGCAGCGCGGGCTTCG 
GCCTGGCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTATCCTGGAGTGGGGGATAGCCCGGCG 
AAAGCCGGATTAATACCGCATACGCTCTGAGGAGGAAAGCGGGGGACCTTCGGGCCTCGCGCTCAAGGGG 
CGGCCGATGGCGGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCCGTAGCTGGTCTGAG 
AGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTG 
GACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTT 
TGTCCGGAAAGAAATCATCGGGGCCAATACCCCTGGTGGATGACGGTACCGGAAGAATAAGCACCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTG 
CGCAGGCGGTGCTGTAAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTGGTGACTGCAGC 
GCTGGAGTATGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACAC 
CGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGGATTCATTTCCTTAGTAACGTA 
GCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTA 
CGGAACCCTGGTGAGAGCCGGGGGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCCAGTTGCTACGCAAGAG 
CACTCCGGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAT 
GGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCGAAGCCGCGAGGTGGAGCCAATCCC 
AGAAAACCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGCTGGAATCGCTAGTAATCGC 


GGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT 
TTTGCCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGCAGGATTCATGACT 


>gi|219856899|ref|NR_024718.1| Lactobacillus acidipiscis strain FS60-1 16S ribosomal RNA, partial 
sequence 
ACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCAATCTTTGACCAATGAGTGCTTGCACTCAGCNG 
TCAAAGTGCGAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCAAAAGTGGGGGATAACACTTGG 
AAACAGGTGCTAATACCGCATCAACCGGCTGACCGCATGGTCGGCCGGGCAAAGACGGCGTCAGCTGTCG 
CTTTTGGATGAGCCCGCGGCGTATTAACTAGTTGGTAAGGTAACGGCTTACCAAGGTGATGATACGTAGC 
CGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGTATGAAGAAGGTCTTCGGATCGTA 
AAATACTGTTGTCAGAGAAGAACACGTGATAGAGTAACTGNTATGGCGCTGACGGTATCTGACCAGCAAG 
TCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCG 
TAAAGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATTGGA 
AACTGGAAGACTTGAGTGCANAAGAGGAGAGTGGAACTCCATGTGTANCGGTGAAATGCGTAAATATATG 
GAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATGCTAGGTGTTGGANGGTTTCCGCCCT 
TCGGTGCCGCAGCTAACGCACTAAGCATTCCGCCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCTTTTGACCATCTGAGAGATCAGAATTTCCCTTCGGGGACAAAATGACAGGTGGTGCATGGC 
TGTCGTCCAGCTCGTGTTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTCAGTTG 
CCAGCATTCAGTTGGGCACTCTGGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGCCCCTTATGACCTGGGCTACACNCNTGCTACAATGGACGATACNACGANTCGCGAGACCGCG 
AGGTTTANCTAATCTCTGAAANTCGTNCTCAGTTCGGATCGTAGGCTGCAACTCGCCTACNTGAAGTCGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTNCACACCGCCCGTCA 
CACCAT 


>gi|219856898|ref|NR_024717.1| Agromyces bracchium strain IFO 16238 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGCTGC 
TTGCTCCGTGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAACC 
CCGAGAAATCGGAGTTAATACCGGATAGGACCAGGCCCTGCATGGGGTGTGGTGGAAAGTTTTCGGTGTG 
GGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCC 
TGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGC 
TTTTAGTAAGGAAGAAGGAGAGCTTGCTCCTTGACGGTACTTGCAGAAAAAGGACCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
TTTGTCGCGTCTGCCGTGAAATCCTCAGGCTCAACCTGAGGTCTGCGGTGGGTACGGGCAGACTTGAGTG 
GTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGA 
AGGCAGGTCTCTGGCACACTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGTTGGGCGCTAGATGTGGGGCTCATTCCACGAGTTCCGTGTCGTAGTAACG 
CATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCGCGCACA 
AGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGANCCGAGAA 
CGCCGCAGAATGTGGAACTCTTTGGACACTCGGTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGCATGTTGCCAGCACGTTATGGTGGGGAC 
TCATGTGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAA 
AAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAA 
CACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGT 
CGTAACAAGGTAGCCGTACCGGAAGGTGCGCTGGATCACCT 


>gi|219856897|ref|NR_024716.1| Agromyces luteolus strain IFO 16235 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGGTGC 
TTGCACCTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAACC 
CCGAGAAATCGGAGCTAATACCGGATAGGACCCTGTGCCGCATGGTGTGGGGTGGAAAGTTTTTCGGTTT 
GGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGC 
CTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACC 
GCTTTTGTCAGGGAAGAAGGGCTTCGGCTTGACGGTACCTGGAGAAAAAGGACCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCTGCCGTGAAATCCTCAGGCTCAACCTGAGGCGTGCGGTGGGTACGGGCAGACTTGAGTGGT 
GTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG 
GCAGGTCTCTGGGCACTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGTTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGGTANTAACGC 
ATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGACCGAGAACG 
CCGCAGAAATGTGGAACTCTTTGGACACTCGGTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGCATGTTGCCAGCACGTTGTGGTGGGGACT 
CATGTGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCT 
TGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCGAATCCCAAAA 
AGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTATGACTAAGTC 


GTAACAAGGTAGCCGTACCGGAA 


>gi|219856896|ref|NR_024715.1| Halanaerobium fermentans strain R-9 16S ribosomal RNA, partial sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGGTCTACCCTGACAGATACCTTCGGGTTGAAGACAGGAC 
TAGATAGTGGCGGACGGGTGAGTAACACGTGAATAATCTGTCCTCAAGTCTGGGATAACCTGGCGAAAGT 
CGGGCTAACCCCGGATAAGCTGAGAGTGTGGCATCACACAATCAGAAAAGGTGGCTCTGCCATCGTTTGA 
GGAGGAGTTCGCGGTAGATTAGCTAGCTGGTAAGGTAATGGCTTACCAGGGCAACAATCTATAGCTGGTC 
TGAGAGGACGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
CTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGACGGTCTTCGGATTGTAAAGCT 
CTGTCCTTAGGGAAGAACCGTGGGTATAGCAAATGATACCCATCTGACGGTACCTTTGGAGGAAGCACTG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGAGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
GGTACGCAGGCGGATAATCAAGTCAAGCGTGAAAGGTGTCGGCTTAACCGACAGACTGCGTTTGAAACTG 
GTTATCTTGAGTGTAACAGAGGAGAGTGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGA 
ACACCAGTGGCGAAGGCGACTCTCTGGGTTAACACTGACGCTGAGGTACGAGAGCTGGGGGAGCGAACGG 
GATTAGATACCCCGGTAGTCCCAGCCGTAAACGATGGATACTAGGTGTTGGAGGTTCGAATCCTTCAGTG 
CCGGAGTTAACGCATTAAGTATCCCGCCTGGGGATTACGATCGCAAGATTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCGAGAATTGAC 
ATCCCGTGACCATCTATGAAAGTAGAGTTTAGCACTTTGTGCTACACGGAGACAGGTGGTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTAGTTGCCAGC 
GAGTAATGTCGGGGACTCTAAGAAGACTGCCGGTGAAAGTCGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGCCCTTTATATCTCGGGCTACACACGTGCTACAATGGTTGGTACAGAGGGGAGCAAGACCGCGAGGT 
GGAGCAAAACCTATAAAACCAACCCCAGTTCGGATTGCAGGCTGCAACCCGCCTGTATGAAGTTGGAATC 
GCTAGTAATCGCAGGTCAGAATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
AATCGAGTTGGATGCACCAGAAGTCATCTGAGGATGCC 


>gi|219856895|ref|NR_024714.1| Kitasatospora cineracea strain SK-3255 16S ribosomal RNA, complete 
sequence 
ATTNACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGG 
TGAAGCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGGAATCTGCCCTGAACTCTGGGA 
CAAGCCTTGGAAACGAGGTCTAATACCGGATACGACCGTCTCCCGCATGGGGGCCGGTGGAAAGCTCCGG 
CGGTTCAGGATGATCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCCACCAAGGCGACGACGGGTA 
GCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGTA 
AACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCC 
TGTCGCGTCGGATGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCATTCGATACGGGCAGGCTGGAGTGTG 
GTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG 
GCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGTAACGCA 
TTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACT 
GGTAGAGATATCAGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCGAGTAATGTCGGGGACTCA 
CAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTGCACACGTGCTACAATGGCCGGTACAAAGGGCTGCGATGNCGCGAGGCGGAGCGAATCCCAAAAAG 
CCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCA 
GCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACC 
CGAAGCCGGTGGCCTAACCCGTAAGGGGAGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGT 
AACAAGGTAGCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219856894|ref|NR_024713.1| Borrelia sinica strain CMN3 16S ribosomal RNA, partial sequence 
GCTTAGAACTAACGCTGGCAGTGCGTCTTAAGCATGCAAGTCAAACGGGATGTAGCAATACATTCAGTGG 
CGAACGGGTGAGTAACGCGTGGATGATCTACCTATGAGATGGGGATAACTATTAGAAATAGTAGCTAATA 
CCGAATAAGGTCAATTAATTTGTTAATTGATGAAAGGAAGCCTTTAAAGCTTCGCTTGTAGATGAGTCTG 
CGTCTTATTAGTTAGTTGGTAGGGTAAATGCCTACCAAGGCAATGATAAGTAACCGGCCTGAGAGGGTGA 
ACGGTCACACTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATG 
GGCGAAAGCTGACGGAGCGACACTGCGTGAATGAAGAAGGTCGAAAGATTGTAAAATTCTTTTATAAATG 
AGGAATAAGCTTTGTAGGAAATGATAAAGCGATGACGTTAATTTATGAATAAGCCCCGGCTAATTACGTG 
CCAGCAGCCGCGGTAATACGTAAGGGGCGAGCGTTGTTCGGGATTATTGGGCGTAAAGGGTGAGTAGGCG 
GATATGTAAGTCTATGCATAAAATACCACAGCTCAACTGTGGAACTATGTTGGAAACTATATATCTAGAG 
TCTGATAGAGGAAGTTAGAATTTCTGGTGTAAGGGTGGAGTCTGTTGATATCAGAAAGAATACCGGAGGC 
GAAGGCGAACTTCTGGGTCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCTACGCTGTAAACGATGCACACTTGGTGTTAACTAAAAGTTAGTACCGAACTAACGCGTTAA 
GTGTGCCGCCTGGGGAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATATATAGGATATAGTTA 
GAGATAATTATTCCCCGTTTGGGGTCTATATACAGGTGCTGCATGGTTGTCGTCAGCTCGTGCTGTGAGG 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTATCTGTTACCAGCATGTAATGGTGGGGACTCAG 
ATAAGACTGCCGGTGATAAGTCGGAGGAAGGTGAGGATGACGTCAAATCATCATGGCCCTTATGTCCTGG 
GCTACACACGTGCTACAATGGCCTGTACAAAGCGAAGCGAAGCAGTGATGTGAAGCAAAACGCATAAAGC 
AGGTCTCAGTCCGGATTGAAGTCTGAAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGTATATCAG 
AATGATACGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGAGGATACCC 
GAAGCTATTATTCTAACCCGTAAGGGAGGAAGGTATTTAAGGTATGTTTAGTGAGGGGGGTGAAGTCGTA 
ACAAGGTAGCCGTACTGGAAAGTGCGGCTG 


>gi|219856893|ref|NR_024712.1| Mogibacterium vescum strain ATCC 700697 16S ribosomal RNA, partial 
sequence 
AGAGTTGATCCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGATGTTAG 
CGCATGAACTTCGGGGGATTATGCTAACGGACAGCGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCC 
CTGACAGAGGGATAGCCATTGGAAACGATGATTAAAACCTCATGACACCGTAGAAGCACATGCTTCATCG 
GTCAAAGATTTATCGGTCAGGGATGGGCCTGCGTCTGATTAACTAGTTGGTGAGGTAACGGCTCACCAAG 
GTGACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTTCTAC 
GGAAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAA 
GGCCTTCGGGTTGTAAACTTCTGTTCTAAGGGAAGAAACAAATGACGGTACCTTAGGAGCAAGCCCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAG 
TGCGTAGGTGGTACCTAAGCGCAAGGTTTAATTTAGAGGCTCAACCTCTACTTGCCTTGCGAACTGGGCT 
ACTTGAGTGCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACAC 
CAGCGGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGCACTAGGTGTTGGGCCCGTTACGCAAGTTGCCGCAG 
TTAACGCAATAAGTGCTCCGCCTGGGGAGTACGCTCGCAAGAGTAAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTG 
CTGACAGGACCTTAACCGGTCCCTTCTTCGGACAGCAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAGTTACTAACATTCAGTTGAG 
GACTCTAGCGAGACTGCCGAGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GTTCTGGGCTACACACGTGCTACAATGGTCGGTACAATGAGAGGCAATGCTGTGAAGTGGAGCAAATCAC 
CAAAACCGATCCCAGTTCGGATTGTAGGCTGCAACTCGCATCATGAAGTTGGAGTTGCTAGTAATCGCAG 
ATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGG 
TGCCCAAAGTCGGTTAATTAATCTATCGCCTAAGGCAAAACCAATGACTGGGGTGAAGTCGTAACAAGGT 
ACCCGTA 


>gi|219856892|ref|NR_024711.1| Delftia acidovorans strain IAM 12409 16S ribosomal RNA, partial sequence 
AGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCT 
TCGGACGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCAGTCGTGGGGGATAACTACT 
CGAAAGAGTAGCTAATACCGCATACGATCTGAGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCGATTGG 
AGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTG 
AGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTTCTACGGGAGGCAGCAGTGGGGAATTT 
TGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCT 
TTTGTACGGAACGAAAAGGCTTCTCCTAATACGAGAGGCCATTGACGGTACCGTAAGAATAAGCACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
TGCGCAGGCGGTTATGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTNTAACTGCA 
TGGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAAC 
ACCGATGGCGAAGGCAATCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTAGTTTTCTCAGTAACG 
CAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATG 
GCAGGAAGTTTCCAGAGATGGATTCGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTA 
GTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCT 
AATCCCATAAAACCAGTCGTAGTCCGGTTCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GCGGGTCTCGCCAGAAGTAGGTAGCCTAACCGCAAGGAGGGCGCTTATCACGGCGGGGTTTGTGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCT 


>gi|219856891|ref|NR_024710.1| Pelomonas saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 
ATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTTAAGCTGA 
CGAGTGGCGAACGGGTGAGTAATATATCGGAACGTGCCCAGTCGTGGGGGATAACTGCTCGAAAGAGCAG 
CTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGATCGCAAGACCTCGCNNGATTGGAGCGGCCGATA 
TCAGATTAGGTAGTTGGTGGGGTAAAGGCCCACCAAGCCAACGATCTGTAGCTGGTCTGAGAGGACGACC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGG 
CGCAAGCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGCTTTTGTCAGGGA 
AGAAAAGGTTCTGGTTAATACCTGGGACTCATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGG 
TTATGCAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCATAGCTAGAGTA 
CGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGA 
AGGCAATCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAGGGTTTCTTCTCAGTAACGTANNTAACGCG 
TGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAATCCT 
GAAGAGATTTGGGAGTGCTCGAAAGAGAACCTGGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAAT 
GAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTATGGGTAGGGC 
TACACACGTCATACAATGGCCGGGACAGAGGGCTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAACCCG 
GTCGTAGTCCGGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCT 
TGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGA 
AGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAA 
GGTAGCCGTATCGGAAGGTGCGGCTGGATCAC 


>gi|219856890|ref|NR_024709.1| Pseudomonas hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 
sequence 
TGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAGAGGAGCTTGCTC 
CTTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTTTTTCGTGGGGGATAACGTAGGG 
AAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCAGGGGATCTTCGGACCTTGCGCGATTGAAT 
GAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTNNTCTGNG 
AGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGCGCAAGCCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTT 
TGTTGGGAAAGAAATCCAGCTGGCTAATACCCGGTTGGGATGACGGTACCCAAAGAATAAGCACCGGCTA 
ACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTG 
CGTAGGTGGTCGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCAGTGGATACTGGGCG 
ACTAGAATGTGGTAGAGGGTAGCGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACAT 
CCATGGCGAAGGCAGCTACCTGGACCAACATTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCG 
AAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATG 
TCGAGAACTTTCCAGAGATGGATGGGTGCCTTCGGGAACTCGAACACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAA 
TGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCTTACGGCCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAGCCGGCGACGGTAAGC 
CAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAG 
TAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTNNNNGATGACTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCAC 


>gi|219856889|ref|NR_024708.1| Pseudomonas geniculata strain ATCC 19374 16S ribosomal RNA, partial 
sequence 
TGGCTCAGAGTGAACGCTGGCGGTAGGCCTNANACATGCAAGTCGAACGGCAGCACAGAGGAGCTTGCTC 
CTTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTANTCTGTCGTGGGGGATAACGTAGGG 
ANACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCAGGGNACCTTCGGGCCTTGCGCGATTGAAT 
GAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAG 
AGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGCGCAAGCCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTT 
TGTTGGGAAAGAAATCCAGCTGGCTAATACCCGGTTGGGATGACGGTACCCAAAGAATAAGCACCGGCTA 
ACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTG 
CGTAGGTGGTCGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCAGTGGATACTGGGCG 
ACTAGAGTGTGGTAGAGGGTAGCGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACAT 
CCATGGCGAAGGCAGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCG 
AANNTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATG 
TCGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCGAACACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAA 
TGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCTTACGGCCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAGCCGGCGACGGTAAGC 
CAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAG 
TAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTNNNNGATGACTG 
GGGTNAAGTCGTAACAAGGTAGCCGTA 


>gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi strain ATCC 13522 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGTACTTGTACCTGGTGGCGA 
GCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTA 
ATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCG 
GATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGT 
CACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGA 
AAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGA 
AGGGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAG 
CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTT 
GTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTATGG 
TAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGG 
CGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCCTTGAGTGGCGCANNTAACGCATT 
AAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCC 
AGAGATGGATTGGTGCCTTCGGGAGCATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCT 
AAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTG 
GGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCACAAAA 
CCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCA 
GAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACC 


AGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACCTGCGGCTGGAT 


>gi|219856887|ref|NR_024706.1| Pseudomonas flectens strain ATCC 12775 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGGAG 
CTTGCTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAA 
CTACTGGAAACGGTAGCTAATACCGCATAATGTCGCGAGACCAAAGCGGGGGACCTTCGGGCCTCGCACC 
ATCAGATGAACCCAGATGGGATTAGCTAGCAGGTAGGGTAATGGCCTACCTGGGCGACGATCCCTAGCTG 
GTNTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCTGCCATGCCGCGTGTATGAAGAAGGCCTTAGGGTTGTAAA 
GTACTTTCAGTCAGGAGGAAGGCGTGAGTGTTAATATCACTTGCGATTGACGTTACTGACAGAAGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA 
AAGCGCACGCAGGCGGTCTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGAAA 
CTGGCAGACTTGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGA 
GGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGG 
CTTCCGGANNTAACGCGTTAAGTCGANNGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTT 
GACATCCAGAGAACCGAGCAGAGATGCTTGGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGC 
GATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAG 
CAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATC 
GCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGTTGCAAAAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACTTTGTGATTCATG 
ACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATCA 


>gi|219856886|ref|NR_024705.1| Pseudomonas cissicola strain ATCC 33616 16S ribosomal RNA, partial 
sequence 
TGATCATGGCTCAGAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAG 
CTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATA 
ACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGC 
GGTTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAA 
AGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGC 
ACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGT 
AAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGAT 
ACTGGGTCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGG 
AGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACG 
CAGTATCGAANNTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTC 
TTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCA 
GCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGA 
GGGCAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTCGCACGGTGTNNNN 
GATGACTGGGGTGAAGTCGTAACAAGGTAGCCG 


>gi|219856885|ref|NR_024704.1| Pseudomonas lundensis strain ATCC 49968 16S ribosomal RNA, partial 
sequence 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGGTGCTTGCACCTC 
TTGAGAGCGGCGGACGGGTGAGTAATACCTAGGAATCTGCCTGNNNGTGGGGGATNNCGTTCGGAAACGG 
ACGCTAATACCGCATNCGTCCTACGGGAGAANGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCT 
AGGTCGGATTAGCTAGTNGGTGAGGTAATGGCTCACCAAGGCAACGATCCGTAACTGGTCTGAGAGGATG 
ATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTG 
GGAGGAAGGGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTG 
TGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGG 
TGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGA 
GTATGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGG 
CGAAGGCGACTACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAACCTTGAGTTCTTAGTGGCGCANNTAA 
CGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAA 
CTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGG 
CACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GGCCTGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCC 
ATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGT 


GAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT 
TGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219856884|ref|NR_024703.1| Pseudomonas carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial 
sequence 
GCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCGTAGCAATACGGAGAGGCAGACGGGTGA 
GTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACACAGGGAAACTTGTGCTAATACCGAATAAGCCT 
TACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTTGTTGGTGAGGTAACGGCTCAC 
NAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGG 
GTGCGTAGGCGGGTCTTTAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGA 
GGATCTCGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAA 
CACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGAAAGTTTACTTTTCAGTGGC 
GCAGTTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAAGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTGACAT 
GTCCAGGACCGGTCGCAGAGATGTGACCTTCTCTTCGGAGCCTGGAGCACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACCATT 
TAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGATGCAAAGGCGCGAGCCCTA 
GCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGACTCTGCAACTCGAGTCCATGAAGTTGGAATCGCTA 
GTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGTTTTACCTGAAGACGGTGCGCTAACCCGCAAGGAGGCAGCCGGCCACGGTAGGGTCAGCGACT 
GGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219856883|ref|NR_024702.1| Curvibacter lanceolatus strain ATCC 14669 16S ribosomal RNA, partial 
sequence 
TGATCATGGCTCNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGCAA 
TCCTGGTGGCGAGTGGCGAACGGGTGAGTAAAGTATCGGAACGTGCCCAGTCGTGGGGGATAACGTAGCG 
AAAGTTACGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGATCGCAAGACCTCGCGCGATTGGAG 
CGGCCGATATCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAG 
AGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTG 
GACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTT 
TGTACGGAACGAAAAGGTTTGGCCTAATAAGCTGAGCTCATGACGGTACCGTAAGAATAAGCACCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTG 
CGCAGGCGGTTATGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTAGTGACTGCATA 
GCTGGAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACAC 
CGATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGNNNTTGGGTCTTCACTGACTCAGTAACGAA 
GCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTA 
CGGAAGTTACCAGAGATGGTTTCGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCNTTAGTTGCTACGAAAGGG 
CACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAT 
AGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCC 
ATAAAACCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGC 
GGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGT 
TCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGAT 


>gi|219856882|ref|NR_024701.1| Pseudomonas halophila strain DSM 3050 16S ribosomal RNA, partial sequence 
TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCANNNNCTTCGGGAGGCTGGCGAGCG 
GCGGACGGGTGAGTAACGCATGGGAACTTACCCAGTAGTGGGGGATAGCCCGGGGAAACCCGGATTAATA 
CCGCATACGCCCTGAGGGGGAAAGCGGGCTCCGGTCGCGCTATTGGATGGGCCCATGTCGGATTAGTTAG 
TTGGTGGGGTAATGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGA 
CTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATC 
CAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGCAGGGAGGAAAAGCTGATC 
GTTAATACCGGTCAGTGTTGACGTTACCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTTGGTAAGCGAG 
TTGTGAAAGCCCCGGGCTCAACCTGGGAATGGCAATTCGAACTGCCAAGCTAGAATGCAGCAGAGGGCAG 
TGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGACTGCCTG 
GGCTGACATTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCT 
GTAAACGCTGAGAACTAGTCGTTGGGGCTATTAGAGCCTTAGTGACGCAGCTAACGCGATAAGTTCTCCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGTCTTGACATCCTGCGAACTTGGTAGAGATACCT 
TGGTGGCTTCGGGAGCGCAGTGACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGTCCGGCCGGGAACTCTAGGGAGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTACGGCCAGGGCTACACACG 
TGCTACAATGGGGCGCACAGAGGGCAGCAAGCGCGCGAGTGCAAGCGAATCCCTTAAAACGCCTCGTAGT 
CCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGG 


TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGCGGTTA 
GTTTAACCTTCGGGAGAACGATCGCCACGGTGTGGTTCACGACTGGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGGGAACCTGCGGCTGGATCACCTC 


>gi|219856881|ref|NR_024700.1| Sphingomonas echinoides strain ATCC 14820 16S ribosomal RNA, partial 
sequence 
TGATCATGGCTCAGAATGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAAGGCTTTGGCCTTA 
GTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTCAGGTTCGGAATAACAGCGAGAAATTGCTGCTA 
ATACCGGATGATATCGCGAGATCAAAGATTTATCGCCTGAGGATGAGCCCGCGTAGGATTAGCTAGTTGG 
TGTGGTAAAGGCGCACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGC 
AATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCG 
GGAGAATAAGCTCCGGCTNACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAA 
TTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCTGGAGCTCAACTCCTGAA 
TTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCG 
TAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCGGGGCT 
CTTAGAGCTTCGGTGGCGCACGTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAAC 
TCAAATGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACC 
TTACCAGCGTTTGACATGTCCGGACGATTTCGGGAGACCGATCTCNNNNTCGGGGACTGGAACACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCC 
TTAGTTGCCATCATTCAGTTGGGCACTCTAAGGAAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGA 
CGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAA 
TCTCGCAAGGGTGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGA 
AGGCGGAATCCGTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTTGGATTCACCCGAAGGCAGTGCGCTAACCGCAAGGAGGCAGCTGACCACGGT 
GGGTTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCAC 


>gi|219856880|ref|NR_024699.1| Marinobacterium stanieri strain ATCC 27130 16S ribosomal RNA, partial 
sequence 
ATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAACTAGCTTG 
CTAGTTGCTGACGAGCGGCGGACGGGTGAGTAACGNNNNGGAATCTGCCTGGTAGTGGGGGACAACAGTT 
GGAAACGACTGCTAATACCGCATACGCCTTCGGGGGAAAGTAGGGGATCTTCGGACCTTACGCTATCAGA 
TGAGCCCGCGTCGGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGATGATCCGTAGCTGGTCTGA 
GAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTT 
TCAGATGTGAGGAAAGGTGTGTGGTTAATACCCGCATACTGTGACGTTAACATCAGAAGAAGCACCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGC 
ACGTAGGTGGTTTGGTCAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCACCTGATACTGCCA 
GACTAGAGTACGGTAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACA 
CCAGTGGCGAAGGCGACTGCCTGGACCGATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGGGACTTGATCCTTTAGTGGCG 
CAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGACATC 
CTGCGAACTTGCTAGAGATAGCTTGGTGCCTTCGGGAACGCAGTGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCACTTCG 
GGTGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGC 
CCTTACGAGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCCGCGAACTCGCGAGGGTAAGCA 
AATCTCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGT 
AATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGG 
GTGAAGTCGTAACAAGGTAGCCNTAGGGGAACCTGCGGCTGGATCAC 


>gi|219856879|ref|NR_024698.1| Herbaspirillum huttiense strain ATCC 14670 16S ribosomal RNA, partial 
sequence 
TTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCATAGGAGCTTGCTCCTGATGGCGAG 
TGGCGAACGGGTGAGTAATATATCGGAACGTGCCCTAGAGTGGGGGATAACTAGTCGAAAGACTAGCTAA 
TACCGCATACGATCTACGGATGAAAGTGGGGGATCGCAAGACCTCATGCTCCTGGAGCGGCCGATATCTG 
ATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCAACGATCAGTAGCTGGTCTGAGAGGACGACCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCA 
ACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAA 
ACGGTAGTAGCGAATAACTATTACTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGT 
GTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGAGACTGCACGGCTAGAGTGTGTC 
AGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGC 
AGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCAGCTAACGCGTGAA 
GTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGT 
GGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGATGGAATCCCGAAG 
AGATTTGGGAGTGCTCGAAAGAGAACCATCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGA 
CTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCA 
CACGTCATACAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAGTGTATCG 


TAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTC 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTG 
GGTAGCCTAACCGCAAGGAGGGCGCTCACCACGGTAGGATTCGTGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTATCGGAAGGTGCGGC 


>gi|219856878|ref|NR_024697.1| Bacillus weihenstephanensis strain DSM11821 16S ribosomal RNA, partial 
sequence 
TGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATGGATTAAGAGCT 
TGCTCTTATGAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCCATAAGACTGGGATAACT 
CCGGGAAACCGGGGCTAATACCGGATAATATTTTGAACTGCATAGTTCGAAATTGAAAGGCGGCTTCGGC 
TGTCACTTATGGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGC 
GTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGG 
TCGTAAAACTCTGTTGTTAGGGAAGAACAAGTGCTAGTTGAATAAGCTGGCACCTTGACGGTACCTAACC 
AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTAT 
TGGGCGTAAAGCGCGCGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTC 
ATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGA 
GATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTC 
CGCCCTTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATCCTCTGAAAACTCTAGAGATAGAGCTTCTCCTTCGGGAGCAGAGTGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTA 
GTTGCCATCATTAAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGAGCTGCAAGAC 
CGCGAGGTGGAGCTAATCTCATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAG 
CTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTATGGAGCCAGCCGCCTAAGGTG 
GGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCA 


>gi|219856877|ref|NR_024696.1| Bacillus vallismortis strain DSM11031 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACAGATGGGAGCT 
TGCTCCCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTC 
CGGGAAACCGGGGCTAATACCGGATGCTTGTTTGAACCGCATGGTTCAAACATAAAAGGTGGCTTCGGCT 
ACCACTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATGCG 
TAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGAT 
CGTAAAGCTCTGTTGTTAGGGAAGAACAAGTGCCGTTCAAATAGGGCGGCACCTTGACGGTACCTAACCA 
GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATT 
GGGCGTAAAGGGCTCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCA 
TTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAG 
ATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGG 
GAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCC 
GCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGTCTTGACATCCTCTGACAATCCTAGAGATAGGACGTCCCCTTCGGGGGCAGAGTGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAG 
TTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACAGAACAAAGGGCAGCGAAACC 
GCGAGGTTAAGCCAATCCCACAAATCTGTTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGC 
TGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCGAAGGTGG 
GACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCA 


>gi|219856876|ref|NR_024695.1| Bacillus niacini strain IFO15566 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATCTTGAGGTGCTTG 
CACCTCTTGGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTTCG 
GGAAACCGGAGCTAATACCGGATAATCCTTTTCCTCTCATGAGGGAAAGTTGAAAGTCGGTTTACGCTGA 
CACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTA 
GCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
AGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCG 
TAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTTGACGGTACCTAACCAGAA 
AGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGG 
CGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTG 
GAAACTGGGGGACTTGAGTACAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATG 
TGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCC 
CTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAG 
GTCTTGACATCCTCTGACACTCCTAGAGATAGGACTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGT 
TGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCA 
AATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCAAGACCG 


CGAGGTTTAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCC 
GGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGGA 
CAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGAT 


>gi|219856875|ref|NR_024694.1| Pullulanibacillus naganoensis strain ATCC53909 16S ribosomal RNA, partial 
sequence 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGTGAAACCTCTTGA 
TCCCTTCGGGGTGANGGAGGTGGATCGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAG 
ACTGGGATAACCCCGGGAAACCGGAGCTAATACCAGATAATCANCGACACCACATGGTGTCGATGTAAAA 
GATGGTTCTGCCATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAA 
GGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGCGATGA 
AGGTCTTCGGATCGTAAAGCTCTGTTGTCAGAGAAGAACACGTGATAGAGGAAATGCTATCACCTTGACG 
GTATCTGACCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACC 
GTGGAGGGTCATTGGAAACTGGGGAGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGA 
AATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTT 
GGAGGGGCCACCCTTCAGTGCTGACGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGTCTTGACATCCTCTGANCACCCTAGAGATAGGGCTTTCCCCTTCGGGGGACAGAGTG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGTGGTACAAAGG 
GCAGCGAAACCGCGAGGTCGAGCGAATCCCATAAAGCCACTCTCAGTTCGGATTGCAGGCTGCAACTCGC 
CTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAACCAGCCG 
CCGAAGGTGGGACAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCA 


>gi|219856874|ref|NR_024693.1| Bacillus mojavensis strain IFO15718 16S ribosomal RNA, partial sequence 
TCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACAGATGGGAGCTTGCT 
CCCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGG 
AAACCGGGGCTAATACCGGATGCTTGTTTGAACCGCATGGTTCAAACATAAAAGGTGGCTTCGGCTACCA 
CTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGC 
CGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTA 
AAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAA 
GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGC 
GTAAAGGGCTCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGG 
AAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGT 
GGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGC 
GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCC 
CTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGG 
TCTTGACATCCTCTGACAATCCTAGAGATAGGACGTCCCCTTCGGGGGCAGAGTGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGC 
CAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAAT 
CATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACAGAACAAAGGGCAGCAAAACCGCGA 
GGTTAAGCCAATCCCACAAATCTGTTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGA 
ATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTATGGAGCCAGCCGCCGAAGGTGGGACA 
GATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCA 


>gi|219856873|ref|NR_024692.1| Salimicrobium halophilum strain DSM4771 16S ribosomal RNA, partial 
sequence 
ACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCGAGCTGAAGCCCTTCGGGGCGG 
ACGCTCGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTGTAAGACCGGAATAACCC 
CGGGAAACCGGGGCTAATGCCGGGTAACCGTTCGGTTCTCCTGAACCGAACGTAAAAGGATGGCTTCTTG 
CTATCGCTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATG 
CGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGCTTTCGG 
GTCGTAAAGTTCTGTTGTGAGGGAAGAACAAGGATCGTGCGAACAGAGCGGTCCCTTGACGGTACCTCAC 
GAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGCGCACGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCGTGGCTCAACCACGGAGGGC 
CATTGGAAACTGGGGAACTTGAGAACTGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAG 
ATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCGGTTTCTGACGCTGAGGTGCGAAAGCGTG 
GGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGCTT 
CCACCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCAGGTCTTGACATCCTTGGCTACTTCTAGAGATAGAAGGTTCCCTTCGGGGACCAAGTGACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTT 
AGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACG 


TCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGGACAAACGGAAGCGAAC 
CCGTGAGGGGTAGCCAATCCGAGAAACCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAA 
GCCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCACGAGAGTTGGCAACACCCGAAGCCGGTGAGGTAACCTTTTTGGAGCCAGCCGTCGAAGGT 
GGGGCCAATTATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAA 


>gi|219856872|ref|NR_024691.1| Bacillus flexus strain IFO15715 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTGATTAGAAGCTT 
GCTTCTATGACGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTC 
CGGGAAACCGGAGCTAATACCGGATAACATTTTCTCTTGCATAAGAGAAAATTGAAAGATGGTTTCGGCT 
ATCACTTACAGATGGGCCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCA 
TAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGGT 
CGTAAAACTCTGTTGTTAGGGAAGAACAAGTACAAGAGTAACTGCTTGTACCTTGACGGTACCTAACCAG 
AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTG 
GGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCAT 
TGGAAACTGGGGAACTTGAGTGCAGAAGAGAAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGA 
TGTGGAGGAACACCAGTGGCGAAGGCGGCTTTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCG 
CCCTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACC 
AGGTCTTGACATCCTCTGACAACTCTAGAGATAGAGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTA 
GTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCAAGAC 
CGCGAGGTCAAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAG 
CTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTATGGAGCCAGCCGCCTAAGGTG 
GGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGAT 


>gi|219856871|ref|NR_024690.1| Bacillus carboniphilus strain JCM9731 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATCTTTGGGAGCTTGCTCCCAAAGGTTA 
GCGGCGGACGGGTGAGTAACACGTGGATAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCT 
AATACCGGATATGATTTTAGTTCGCATGAACTGAAATGGAAAGGTGGCTTTTAGCTACCACTTACAGATG 
GATCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTT 
GTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCG 
CGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAG 
ACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACAC 
CAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTG 
CAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CTTCGCTACCTCTAGAGATAGAGGGTTCCCCTTCGGGGGACGAAGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTC 
AGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGC TACACACGTGCTACAATGGATAGAACAAAGGGCAGCAAAGTCGCGAGGCTAAGC 
CAATCCCATAAATCTATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 
AGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219856870|ref|NR_024689.1| Bacillus atrophaeus strain JCM9070 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACAGATGGGAGCTTGCTCCCTGATGTTA 
GCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCT 
AATACCGGATGCTTGTTTGAACCGCATGGTTCAAACATAAAAGGTGGCTTCGGCTACCACTTACAGATGG 
ACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTG 
TTAGGGAAGAACAAGTGCCGTTCAAATAGGGCGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTC 
GCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAA 
CTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACC 
AGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGC 
AGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
TCTGACACCCCTAGAGATAGGGCTTCCCCTTCGGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGT 
TGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGACCTGGGCTACACACGTGCTACAATGGACAGAACAAAGGGCAGCGAGACCGCGAGGTTAAGCCAA 


TCCCACAAATCTGTTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAA 
TCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGT 
TTGTAACACCCGAAGTCGGTGAGGTAACCTTTATGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCA 


>gi|219856869|ref|NR_024688.1| Thermacetogenium phaeum strain PB 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGTCTGTGGGGGGTTTTTAACTTTCCTG 
CGGACTTAGTGGCGGACGGGTGAGTAACACGTGGATAACCTACCTGTAAGACCGGGATAACAGCGGGAAA 
CTGCTGCTAATACCGGATAGACTAATCCTGGGGCATCCTGGGGTTAGGAAAGGGGTTGAACCGCTTACAG 
ATGGGTCCGCGGCCCATTAGCTAGCTGGTGGGGTAACGGCCTACCAGGGCGACGATGGGTAGCCGGCCTG 
AGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCT 
TGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGTGAAGAAGGCCTTTGGGTCGTAAAGCCCT 
GTTGTACGGGACGAAGGGAGTGACGGTACCGTACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCG 
GTAAAACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCTCGTAGGCGGTCATTCGAGTC 
ATCTGTGAAAGCCGACGGCTCAACCGGAGGACTGCAGGTGATACTGGATGACTTGAGGGGAGGAGAGGAA 
GGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCTTC 
TGGCCTCTACCTGACGCTGAGGAGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGG 
CCGTAAACGATGGGCACTAGGTGTGGGTGGTGTGAAGCCATCCGTGCCGGAGCTAACGCATTAAGTGCCC 
CGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACATCTCTGCGGACCTGGTGGAAACA 
CTGGGGTGCCCCGAGAGGGGAGCGTGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCCTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAAG 
GGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGC 
TACACACGTGCTACAATGGCCGGTACAGAGGGTAGCGAACCCGTGAGGGGGAGCCAATCCCAAAAAGCCG 
GTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCA 
TGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCCGGCAACACCCGA 
AGCCGGTGGCCTAACCCCGGAAGGGGAGGGAGCCGTCGAAGGTGGGGCTGGTGATTGGGGTG 


>gi|219856866|ref|NR_024685.1| Sphingomonas oligophenolica 16S ribosomal RNA, partial sequence 
AATGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAAGCCTTCGGGCTTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACAGCGAGAAATTGCTGCTAATACCGGATGATGA 
CGTAAGTCCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAAAGGCTC 
ACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAATTGCCTTTAAGACT 
GCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCGGGGCTCTTAGAGCTTCGGT 
GGCGCACTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACG 
GGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGAC 
ATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGAC TGGAACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCTTTAGTTGCCATCA 
TTTAGTTGGGCACTCTAAAGAAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAATCCCGCAAGGGTG 
AGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTT 


>gi|219856865|ref|NR_024684.1| Eubacterium nitritogenes strain JCM 6485 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAGTTT 
CCTTCGGGAAACGGATTACCGCCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATAG 
CCTCCCGAAAGGGAGATTAATACCGCATAACATTGCAGTTTCGCATGAAACAGCAATTAAAGGAGCAATC 
CGCTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTA 
GCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTG 
TAAAGCTCTGTCTTTGGGACGATAATGACGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTA 
AGTGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGG 
GGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGAT TAGGAAGAACACCAGTGGCGAAGGCGAC 
TCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATAAATACTAGGTGTAGGGGTTTAAACACCTCTGTGCCGCCCTAACGCATTAAGTAT 
CCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAG 
CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCCTCTGCATTACCCTTAATC 
GGGGAAGTTCTTCGGGAACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCGAGACT 
GCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACA 
CGTGCTACAATGGCAAGTACAGAGAGATGCAATACCGCGAGGTGGAGCTAAACTTCAAAACTCGTCTCAG 
TTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCCGCGAATCAGCATGTCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCG 
TGAGCTAACGCGTAAGCAGGGGCAGCCACCTAAGGTAGGGTTCAGCCATTTGGCCTGAAGTGCGTAACAA 
GGTAACC 


>gi|219856864|ref|NR_024683.1| Eubacterium multiforme strain JCM 6484 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAGTTT 
CTTCGGGAAACGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTTGTAGAGGGAAATAGC 
CTTCCGAAAGGAAGATTAATACCGCATAATATTGTACCTTCGCATGAAGGAACAATTAAAGGAGCAATCC 
GCTACAAGATGGACCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTAG 
CCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGT 
AAAGCTCTGTCTTTGGGACGATAATGACGTACCCAAGAAGGAAGCCACGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA 
GTGGGATGTGAAATACTCGGGCTCAACCTGAGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGG 
GAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACT 
CTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAATACTAGGTGTAGGGGTTTAAACACCTCTGTGCCGCCCTAACGCATTAAGTATT 
CCGCCTGGGAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGTAGCGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTTCTGCATTACCCTTAATCGG 
GGAAGTTCTTCGGGAACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCGAGACTGC 
CCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACG 
TGCTACAATGGCAAGTACAGAGAGATGCAATACCGTGAGTGGAGCTAAACTTCAAAACTTGTCTCAGTTC 
GGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCGAATCAGCATGTCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAG 
CTAACGCGTAAGCAGGGGCAGCCACCTAAGGTAGGGTCAGCCATTTGGGTGAAGTCGTTAACAAGGTAAC 
Cc 


>gi|219856863|ref|NR_024682.1| Eubacterium budayi strain JCM 9989 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAGTTT 
CCTTCGGGAAACGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATAG 
CCTCCCGAAAGGGAGATTAATACCGCATAACATTGCAGTTTCGCATGAAACAGCAATTAAAGGAGCAATC 
CGCTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTA 
GCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTG 
TAAAGCTCTGTCTTTGGGCACGATAATGACGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGTGCCGAACGTTGTCCGGATTTACTGGCCGTAAAGGGAGCGTAGGCGGATTTTT 
AAGTGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAG 
GGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGA 
CTCTCTGGACTGTAACTGACGCTGAGGCTCGAAACGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGAATACTAGGTGTAGGGGTTTCAACACCTCTGTGCCGCCCTAACGCATTAAGTAT 
TCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAG 
CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCCTCTGCATTACCCTTAATC 
GGGGAAGTTCCTTCGGGAACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCGAGAC 
TGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACAC 
ACGTGCTACAATGGCAAGTACAGAGAGATGCAATACCGCGAGGTGGAGCTAAACTTCAAAACTTGTCTCA 
GTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCGAATCAGCATGTCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCG 
TGAGCTAACGCGTAAGCAGGCAGCTACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAA 
cc 


>gi|219856862|ref|NR_024681.1| Actinoplanes capillaceus strain K95-5561 16S ribosomal RNA, partial 
sequence 
CATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTAC 
TCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGGATAACCCTCGGAAACGGG 
GGCTAATACCGAATACGACACAGCTTCGCATGAGGTCTGTGTGGAAAGTTTTTTCGGTCTGGGATGGACT 
CGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGC 
GACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCA 
GGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAG 
ACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAATG 
TGAAAACCCGAGGCTCAACTTCGGGCTTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC 
CGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTA 
AACGTTGGGCGCTAGGTGTGGGGACCCTCTCCGGGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGC 
GGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACGGAAATCCTCCAGAGATGGGG 
GGTCCTTCGGGGTCGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGC 
TACAATGGCCGGTACAAAGGGCTGCGAGACCGTGAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCG 
GATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGC 
CTAACCCGTAAGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGT 


>gi|219856861|ref|NR_024680.1| Vibrio rumoiensis strain S-1 16S ribosomal RNA, partial sequence 


TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGAAGTAGCTTGCTACTTCGGCGT 
CGAGCGGCGGACGGGTGAGTAATGCATAGGAAGTTGCCCAGTAGAGGGGGATAACCATTGGAAACGATGG 
CTAATACCGCATAACCTCTTCGGAGCAAAGCGGGGGACCTTCGGGCCTCGCGCTACTGGATACGCCTATG 
TGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTTGTGA 
GGAAGGTTTCGTAGTTAATAACTGCGTTGCTTGACGTTAGCAACAGAAGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGG 
TTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAAGGTCATTTGAAACTGGCAAACTAGAGTA 
CTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGA 
AGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGC 
GTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTT 
TCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGT 
GAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAAC 
TCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAG 
TAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCAAGCTAGCGATAGTGAGCGAATCCCAAA 
AAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGA 
TCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGC 
AAAAGAAGTAGGTAGTTTAACCTTCGGGAGGACGCTTACCACTTTGTGGTTCATGACTGGGGTGAAGTCG 
TAACAAGGTAGCCCTAGGGGAACC 


>gi|219856860|ref|NR_024679.1| Mycetocola lacteus strain CM-10 16S ribosomal RNA, partial sequence 


GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTGGAGCTTGCTCTGGTGGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCCACTCTGGGATAAGCGCTGGAAACGGCGTCT 
AATACCGGATATGAATNTCCACCGCATGGTGGGGGTTGGAAAGAATTTCGGTGGGGGATGGACTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAT 
CCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAAC 
TGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTT 
GGGAACTAGATGTAGGGTCCATTCCACGGATTCTGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGTCCAGAGATGGTCGCCCCG 
TAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAAT 
GGCCAGTACAATGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCTGGTCCCAGTTCGGATTGA 
GGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGACGCCGGTGGCCTAACC 
CCTTGTGGGAGGGAGCCGTCTAAGGTGGGATTGGTAATTAGGACT 


>gi|219856859|ref|NR_024678.1| Mycetocola saprophilus strain CM-01 16S 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTGGAGCTTGCTCTGGTGGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCCACTCTGGGATAAGCGCTGGAAACGGCGTCT 
AATACCGGATATGAATCTCCACCGCATGGTGGGGGTTGGAAAGAATTTCGGTGGGGGATGGACTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAT 
CCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAAC 
TGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTT 
GGGAACTAGATGTAGGGTCCATTCCACGGATTCTGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGTCCAGAGATGGTCGCCCCG 
TAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAAT 
GGCCAGTACAATGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCTGGTCCCAGTTCGGATTGA 
GGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGACGCCGGTGGCCTAACC 
CGCAAGGGAGGGAGCCGTCTAAGGTGGGATTGGTAATTAGGACT 


>gi|219856858|ref|NR_024677.1| Mycetocola tolaasinivorans strain CM-05 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTGGAGCTTGCTCTGGTGGATTA 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial 


GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTCTGGGATAAGCGCTGGAAACGGCGTCT 
AATACCGGATATGAGTCCCTGCCGCATGGTGGGGGTTGGAAAGAATTTCGGTGAAGGATGGACTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGCGAAAGTGACGGTACC TGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAT 
CCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAAC 
TGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTT 
GGGAACTAGATGTAGGGTCCATTCCACGGATTCTGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGTCCAGAGATGGTCGCCCCG 
TAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAAT 
GGCCAGTACAATGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCTGGTCCCAGTTCGGATTGA 
GGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGACGCCGGTGGCCTAACC 
CGTTAGGGAGGGAGCCGTCTAAGGTGGGATTGGTAATTAGGACT 


>gi|219856857|ref|NR_024676.1| Micropruina glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACGAAGAGCTTGCTCTTCTGATCAGT 
GGCGAACGGGTGAGTAACACGTGAGCAACCTACCCTTGACACTGGGATAACAGTTGGAAACAGCTGCTAA 
TACCGGATATGAACCTCACAGGCATCTGAGAGGTTGGAAAGCTCCGACGGTCAAGGATGGGCTCGCGGCC 
TATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGC 
CACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGA 
AAGCCTGACGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCGAGGGACG 
AAACTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTGC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGAAGTGAAAACTCGG 
GGCTCAACCCCGAGCCTGCTTTCGATACGGGCAGACTTGAGGAATGTAGGGGAGAACGGAATTCCTGGTG 
GAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGGTTAATTGAACATTAACTGACG 
NTGAGGAGCGAAAGCGTGGGGAGCAAACAGGNTTAGATACCGTGGTAGTCCACGCCGTAAACGGTGGGCA 
CTAGGTGTGGGGAACATTCCACGTTTTCCGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTCATTAATTCG 
ATGCAACGCGAAGAACCTTACCTAGGTTTGACATATACCGGAAACATCTGGAGACAGGTGCCCCGCAAGG 
TCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTCCTATGTTGCCAGCGGGTAATGCCGGGAACTCATAGGAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTAAGTCTAGGGCTTGAAACATGCTACAATGGCTG 
GTACAAAGGGCTGCAATACCGCAAGGTGGAGCGAATCCCATAAAGCCAGTCTCAGTTCGGATTGGGGTCT 
GCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGNCCAACCCTTGT 
GGAGGGAGCCGTCNAANGTGGGACCGGTAATTAGGACT 


>gi|219856856|ref|NR_024675.1| Zimmermannella bifida strain IAM 14848 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCT 
TAGCTTGCTTTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACGTGCCCAGAACTCTGGAAT 
AACCGCCGGAAACGGTGGCTAATACTGGATAGGTGCCAAGGCCGCATGGTCTTTGGTTGGAAAGATTTTT 
CGGTTCTGGATCGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTA 
GCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAACTGCATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGT 
AAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCC 
AGCANCCGCGGTAATACGTAGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCTGCTGTGAAATTCCGAGGGCTCAACCTCGGGCGTGCAGTGGGTACGGGCAGACTTGAGTGC 
GGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAA 
GGCAGATCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCATGCCGTAAACGTTGGGCGCTAGATGTGGGGACCATTCCACGGTTTCTGTGTCGTAGCTAACG 
CATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAA 
CGGCCAGAGATGGTCGCCCCCTTTTGGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGAAC 
TCCATGGGATACTGCCGTGGTCAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAA 
AGAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTA 
ACACCCGAAGCCGGTGGCCTAACCTTTTGGGGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGT 
CGTAACAAGGTAGCCGT 


>gi|219856855|ref|NR_024674.1| Leucobacter albus strain IAM 14851 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGTTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCC 
AGCTTGCTGGTTGGAAGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGAACTCTGGGATAA 
GCACTGGAAACGGTGTCTAATACTGGATACGACCTATCACCGCATGGTTGTGGGTGGAAAGATTTATCGG 
TTTTGGATGGACTCGCGGCCTATCAGCTAGATGGTGAGGTAATGGCTCACCATGGCGACGACGGGTAGCC 


GGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACTGCCTTCGGGTTGTAA 
ACCTCTTTTAGTAGGGAAGAAGCGAGAGTGACGGTACCTCCAGAAAAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTT 
GTCGCGTCTGCTGTGAAATCCCGGGGCTCAACCCCGGGCCTGCAGTGGGTACGGGCAAGCTAGAGTGCGG 
TAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGG 
CAGATCTCTGGGCCGCTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGGTTAGATACCCTGGT 
AGTCCATGCCGTAAACGTTGGGAACTAGATGTAGGGCCTGTTCCACGGGTTCTGTGTCGTAGCTAACGCA 
TTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATAACCGAGAACGG 
GCGAGAGATCGTCAACTCTTTGGACACTCGGTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGAACTC 
ATGGGATACTGCCGTGGTCAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTT 
GGGCTTCACGCATGCTACAATGGCCGATACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAA 
GTCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAGTCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACA 
CCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGACTGGTGATTAGGACTAAGTCG 
TAACAACGGTAGCCGT 


>gi|219856854|ref|NR_024673.1| Zimmermannella alba strain IFO 15616 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCG 
GAGCTTGCTCTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACGTGCCCAAGACTCTGGAAT 
AACTTCGGGAAACCGGAGCTAATACTGGATACGAGACGTAAAGGCATCTTTAGCGTCTGGAAAGAATTTC 
GGTCTTGGATCGGCTCACGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAG 
CCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGCAAGCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTA 
AACCTCTTTTAGTAGGGAAGAAGCGAGANTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGNAATTATTGGGCGTAAANAGCTCGTAGGCGGTT 
TGTCGCGTCTGCTNTGAAAACCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCA 
GTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAATGGCGAAG 
GCAGATCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGTTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGTAGCTAACGC 
ATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAC 
GGCCAGAGATGGTCGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGAACTCA 
TGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTTCACGCATGCTACAATGGCAGGTACAGAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAG 
CCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCTAACCTTTTGGAGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTA 
ACAAGGTAGCC 


>gi|219856853|ref|NR_024672.1| Thermaerobacter marianensis strain 7p75a 16S ribosomal RNA, partial 
sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGAGCGGGGAGATTGGGGAGCTTGCTC 
TCTGGTCTCCTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCGGCAGTGGGGGATAACCCTGG 
GAAACTGGGGCTAATACCGCATACGGTCTGCATCCCGCATGGGGTGTGGAAGAAAGGCCGTCGTGAGGCG 
GTCGCTGCCGGAGGGGCCCGCGGCCCATCAGCTCGTTGGTGGGGTAACGGCCCACCAAGGCGACGACGGG 
TAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTCGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGAGGAAGCCCTTCGGGG 
TGTAAACCCCTGTCGTCCGGGACGAAGGTGGGGGGTTGAAAGGCCCTCTGCTGACGGTACCGGAGGAGGA 
AGCCCCGGCTAACTACNTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGG 
CGTAAAGGGCGCGTAGGCGGCCTGGCAAGTCGGATGTGAAAGGTCCCGGCTCAACCGGGGAGGTGCATTC 
GAAACTGCCGGGCTTGAGGGCAGGAGAGGGCAGCGGAATTCCCGGTGGAGCGGTGAAATGCGTAGAGATC 
GGGAGGAACACCAGTGGCGAAGGCGGCTGCCTGGCCTGGCCCTGACGCTGAGGCGCGACAGCGTGGGGAG 
CGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGTGGGAGGTATCGACCC 
CTTCCGTGCCGGAGCTAACGCACTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTG 
GGCTTGACATCACCGCGAACCTGGCCGAAAGGCTGGGGTGCCCTTCGGGGAGCGCGGTGACAGGTGCTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGCCCTGTG 
TTGCCAGCGGTACGGCCGGGCACTCACAGGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGCCGGTACAACGGGTTGCGAACC 
CGCGAGGGGGAGCCAATCCCTAAAAGCCGGTCTCAGTTCCGGATCGCAGGCTGCAACTCGCCTGCGTGAA 
GCCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCACGGGAGCCGGCAACACCCGAAGCCGGTGGCCCAACCCGTAAGGGAGGGAGCCGTCGAAGG 
TGGGGCCGGTGACTGGGG 


>gi|219856852|ref|NR_024671.1| Williamsia maris strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCC 
TTCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTTTGGGATAAGCCT 
GGGAAACTGGGTCTAATACCGAATATGACCTTCCCTCGCATGGGGGTTGGTGGAAACTTTTTGGGTACGA 
GATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 


GAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCACCAGGGACGAAGAGAAATTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGC 
GTCGTTCGTGAAATCTTGATGCTTAACATCAAGCGTGCGGGCGATACGGGCAGACTTGAGTACTACAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGGTGGGTACTAGGTGTGGGTCCCTTTTCACGGGATCCGTGCCGTAGCTAACGCATTAAG 
TACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAAGCTGTAG 
AGATACAGCCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCACGTAATGGTGGGGACTCGCAGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGT 
CTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAA 
GCCGGTGGCCCAACCCCTCGGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACA 
AGGTAACC 


>gi|219856851|ref|NR_024670.1| Staphylococcus vitulinus strain ATCC 51145 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATGA 
GAAGCTTGCTTCTCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGG 
ATAACTCCGGGAAACCGGGGCTAATACCTGATAATATTTTGAACCGCATGGTTCAATAGTGAAAGACGGC 
TTCGGCTGTCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCAA 
CGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGA 
GGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTC 
TTAGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAATTTGTTAGTAACTGAACAAGTCTTGACGGTACC 
TAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGA 
ATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGTCCACGGCTCAACCGTGGA 
AGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGC 
GCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGATGTGCGAAAG 
CGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGG 
GTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAA 
ACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAAATCTTGACATCCTTTGATCGCTCTAGAGATAGAGTTTTCCCCTTCGGGGGACAAAGTGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
AAGCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGATAATACAAAGGGCA 
GCGAAACCGCGAGGTCAAGCAAATCCCATAAAATTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTA 
CATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACAC 
ACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTTATTAGGAGCTAGCC 
GTCGAAGGTGGGACAGATGATTGGGGT 


>gi|219856850|ref|NR_024669.1| Staphylococcus pasteuri strain ATCC51129 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATAA 
GGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGG 
ATAACTTCGGGAAACCGGAGCTAATACCGGATAAGATTTTGAACCGCATGGTTCAATAGTGAAAGACGGC 
CTTGCTGTCACTTATAGATGGATCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAAC 
GATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCT 
TCGGATCGTAAAACTCTGTTATCAGGGAAGAACAAACGTGTAAGTAACTGTGCACGTCTTGACGGTACCT 
GATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAA 
TTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
CAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGC 
GTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAATCTTGACATCCTTTGACCGCTCTAGAGATAGAGTTTTCCCCTTCGGGGGACAAAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
AGCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAG 
CTAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTATGGAGCTAGCCGTC 
GAAGGTGGGACAAATGATTGGGGT 


>gi|219856849|ref|NR_024668.1| Staphylococcus lugdunensis strain ATCC 43809 16S ribosomal RNA, partial 
sequence 

AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATAA 
GGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGG 


ACAACTTCGGGAAACCGGAGCTAATACCGGATAATATGTTGAACCGCATGGTTCAATAGTGAAAGATGGT 
TTTGCTATCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAAC 
GATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCT 
TAGGATCGTAAAACTCTGTTATTAGGGAAGAACAAACGTGTAAGTAACTGTGCACGTCTTGACGGTACCT 
AATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAA 
TTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
CAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGC 
GTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAATCTTGACATCCTTTGACCGCTCTAGAGATAGAGTCTTCCCCTTCGGGGGACAAAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
AGCTTAGTTGCCATCATTTAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAG 
CGAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTGGAGCTAGCCGTCGA 
AGGTGGGACAAATGATTGGGGT 


>gi|219856848|ref|NR_024667.1| Staphylococcus kloosii strain ATCC 43959 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATAA 
GGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGA 
ATAACTTCGGGAAACCGAAGCTAATGCCGGATAACATGTAGAACCGCATGGTTCTACAGTGAAAGATGGC 
CTTGCTATCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAAC 
GATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCT 
TCGGATCGTAAAGCTCTGTTATTAGGGAAGAACAAGTGCGTAAGTAACTGTGCGCACCTTGACGGTACCT 
AATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAA 
TTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
CAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGC 
GTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAATCTTGACATCCTTTGACCACTCTAGAGACAGAGCTTTCCCCTTCGGGGGACAAAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
AGCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAG 
CTAAACCGCGAGGTCATGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTATGGAGCTAGCCGTC 
GAAGGTGGGACAAATGATTGGGGT 


>gi|219856847|ref|NR_024666.1| Staphylococcus delphini strain ATCC 49171 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGTATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATAA 
GGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGA 
ATAACTCCGGGAAACCGGGGCTAATGCCGGATAACATGTTGAACCGCATGGTTCTACAGTGAAAGACGGT 
CTTGCTGTCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGAC 
GATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCT 
TCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAATGTGTAAGTAACTGTGCACATCTTGACGGTACCT 
AACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAA 
TTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
CAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGATGTGCGAAAGC 
GTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAATCTTGACATCCTTTGACAACTCTAGAGATAGAGCTTTCCTCTTCGGAGGACAAAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
AACTTAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAG 
CGAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTTGGAGCTAGCCGTCG 
AAGGTGGGACAAATGATTGGGGT 


>gi|219856846|ref|NR_024665.1| Staphylococcus caprae strain ATCC 35538 16S ribosomal RNA, partial 
sequence 


AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGACGA 
GGAGCTTGCTCCTCTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGG 
ATAACTTCGGGAAACCGGAGCTAATACCGGATAACATGTTGAACCGCATGGTTCAACAGTGAAAGACGGT 
CTTGCTGTCACTTATAGATGGATCCGCGCCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAAC 
GATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCT 
TCGGATCGTAAAACTCTGTTATTAGGGAAGAACAAATGTGTAAGTAACTATGCACGTCTTGACGGTACCT 
AATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAA 
TTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
CAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGC 
GTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAATCTTGACATCCTCTGACCCCTCTAGAGATAGAGTTTTCCCCTTCGGGGGACAGAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
AGCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAG 
CGAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTTGGAGCTAGCCGTCGA 
AGGTGGGACAAATGATTGGGGT 


>gi|219856845|ref|NR_024664.1| Staphylococcus arlettae strain ATCC 43957 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATAA 
GGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGA 
ATAACTCCGGGAAACCGGGGCTAATGCCGGATAACATTTAGAACCGCATGGTTCTAAAGTGAAAGATGGT 
TTTGCTATCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCAAC 
GATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGGTT 
TCGGCTCGTAAAACTCTGTTATTAGGGAAGAACAAACGTGTAAGTAACTGTGCACGTCTTGACGGTACCT 
AATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAA 
TTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
CAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGC 
GTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAATCTTGACATCCTTTGACCACTCTAGAGATAGAGTTTTCCCCTTCGGGGGACAAAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
AACTTAGTTGCCAGCATTTAGTTGGGCACTCTAGGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAG 
CTAAACCGCGAGGTCATGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTATGGAGCTAGCCGTC 
GAAGGTGGGACAAATGATTGGGGT 


>gi|219856844|ref|NR_024663.1| Hydrogenophilus thermoluteolus strain TH-1 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCATGCTTACACATGCAAGTCGAACGGCATCGCGGGAAAGCTTGCTTTCCTGGCGG 
CGAGTGGCGAACGGGTGAGTAACACATCGGAACGTACCGGCTAGTGGGGGATAACCCGTCGAAAGACGGC 
TAATACCGCATACGCTCTTAGGAGGAAAGCAGGGGACCTTTGGGCCTTGCGCTANCGAGCGGCCGATGTC 
CGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCGGGTCTGAGAGGACGATCCG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGG 
CAACCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTCGGCAGGGAAG 
AAATCGGCGGGGCGAATAACCCTGCTGGATGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGCAGGCGGCC 
CGTTAAGACAGGTGTGAAATCCCTGGGCTCAACCTAGGAATTGCGCTTGTGACTGGCGGGCTCGAGTACG 
GTAGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACCGATGGCGAAG 
GCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCCTAAACGATGGGTACTAGCCGTTTGGTGCGCGATAGCGCTGAGTGGCGAANTAACGCGT 
GAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCGCACAAGCG 
GTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATGCCCCGAACCTGGG 
AGAGATCCTGGGGTGCCCGAAAGGGAACGGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCATTAGTTGCCAGCGGCTTGGCCGGGCACTC 
TAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGGTA 
GGGCTTCACACGTCATACAATGGCGCGTACAGAGGGTTGCGAAGCGCGAGGCGGAGCCAATCCCAGAAAG 
CGCGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCA 
GCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGTGCACC 
AGAAGTCGGTAGCCTAACCGCAAGGAGGCGCCGCCCACGGTGTGCTCCATGACTGGGGTGA 


>gi|219856843|ref|NR_024662.1| Pseudomonas plecoglossicida strain FPC951 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGACGGG 
AGCTTGCTCCTTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAAC 
GTTTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTA 
TCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGG 
TCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAG 
CACTTTAAGTTGGGAGGAAGGGCAGTAAGCTAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCAC 
CGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGCGCGTAGGTGGTTCGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAAC 
TGGCGAGCTAGAGTACGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAG 
GAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAG 
TGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTG 
ACATGCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCA 
CGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGT 
GGAGCTAATCTCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATC 
GCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATG 
ACTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|219856842|ref|NR_024661.1| Eubacterium ruminantium strain GA195 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGTACTTC 
TCCCGAGACTGAGGAAGCTTGCTTCTGAAGAATCATTTGAAGTACTTAGTGGCGGACGGGTGAGTAACGC 
GTGGGTAACCTGCCTCACACAGGGGGATAACAGTTGGAAACGACTGTTAATACCGCATAAGCGCACAGTA 
TCGCATGATACAGTGTGAAAAACTCCGGTGGTGTGAGATGGACCCGCGTCTGATTAGCTAGTTGGCGAGG 
TAACGGCCCACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTAAACGGCCACATTGGGACTGAGACAC 
GGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGC 
CGCGTGAGTGATGAAGTATTTCGGTACGTAAAACTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTA 
AGAAGCACCGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACT 
GGGTGTAAAGGGTGCGTAGGTGGCATGGCAAGTCAGATGTGAAATGCCGGGGCTCAACCCCGGAACTGCA 
TTTGAAACTGTCAAGCTAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAT 
ATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGACACTGACACTGAGGCACGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGAGAGCAAAG 
CTCTTCGGTGCCGCAGCTAACGCATTTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATAAAACTCAA 
AGGAATTGACGGGGACCCGCACAAGCGGTGGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATACCGATGACGTCTCCGTAATGGGAGAGTTCCTTCGGGACATCGGATACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTTTCA 
GTAGCCAGCATTTAGGATGGGCACTCTGGAAAGACTGCCCGGGTCAACCGGGAGGAAGGCGGGGATGACG 
TCAAATCATCATGCCCCTTACGATCTGGGCTACACACGTGCTACAATGGCGGTCACAAAGGGAAGCAAAA 
CTGTGAGGTCGAGCAAATCCCAAAAAAGCCGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAA 
GCTGGAATCGCTAGTAATCGCGAATCAGAACGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCC 
CGTCACACCATGGGAGTCGGAAATGCCCGAAGTCGGTGACCTAACCTTTTAGGAAGGAGCCGCCGAAGGC 
AGGTCTGATAACTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|219856841|ref|NR_024660.1| Pseudoxanthomonas japonensis strain 12-3 16S ribosomal RNA, partial 
sequence 
AGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAGGAGAGCTTGCTCTCTGGGTG 
GCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTGGGGGATAACGTAGGGAAACTTAC 
GCTAATACCGCATACGACCTACGGGTGAAAGTGGGGGACCGCAAGGCCTCACGCGATTAGATGAGCCGAT 
GTCCGATTAGCTAGTTGGCGGGGTAATGGCCCACCTAGGCGACGATCGGTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGG 
GCGCAAGCCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGA 
AAGAAATCCTGTCGGTTAATAACCGGTGGGGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTG 
GTGGTTTAAGTCTGCTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGATCACTAGAGT 
GTGGTAGAGGGATGCGGAATTTCTGGTGTAGCAGTGAAATGCGTAGAGATCAGAAGGAACATCCGTGGCG 
AAGGCGGCATCCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAACTTGGCACCCAGTATCGAAGNTAAC 
GCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCNACGGAAC 
TTNCCAGAGATGGATTGGTGCTTCGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACT 
CTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACC 
AGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGTGAGCCAATCCCAGAA 
ACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGAT 
CAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGC 
ACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTG 


>gi|219856840|ref|NR_024659.1| Streptococcus peroris strain GTC848 16S ribosomal RNA, partial sequence 
TGCCTAATACATGCAAGTAGAACGCTGAAGGAGGAGCTTGCTTCTCTGGATGAGTTGCGAACGGGTGAGT 
AACGCGTAGGTAACCTGCCTGGTAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAGAGCA 
GTTGTTGCATGACAGCTGTTTAAAAGGTGCAATTGCACCACTACCAGATGGACCTGCGTTGTATTAGCTA 
GTTGGTGAGGTAACGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGAC 
CGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGAGTGTG 
AGAGTGGAAAGTTCACGCTGTGACGGTATCTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTC 
TGAAGTTAAAGGCTGTGGCTTAACCATAGTACGCTTTGGAAACTGTTTAACTTGAGTGCAAGAGGGGAGA 
GTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCT 
GGCTTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGAGTGCTAGGTGTTAGACCCTTTCCGGGGTTTAGTGCCGCAGCTAACGCATTAAGCACTC 
CGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGATGCCATTTCTAGAGATA 
GGAAGTTACTTCGGTACATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTG 
CCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACAC 
GTGCTACAATGGCTGGTACAACGAGTCGCGAGTCGGTGACGGCAAGCTAATCTCTTAAAGCCAGTCTCAG 
TTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCG 
GTGAATACG 


>gi|219856839|ref|NR_024658.1| Paracoccus carotinifaciens strain E-396 16S ribosomal RNA, complete 
sequence 
AGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAGACCTTCGGG 
TCTAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTCTCTACGGAATAGCCCCGGGAAACTGGG 
AGTAATACCGTATACGCCCTTTGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTGGATTAGGTAG 
TTGGTGGGGTAATGGCCCACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATC 
TAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGT 
ACCAGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTC 
GGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTGGAAAGTCAGAGGTGAAATCCCAGGGCTCAACCTT 
GGAACTGCCTTTGAAACTATCAGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAA 
TTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCGG 
CAAGCATGCTTGTCGGTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGA 
ACCTTACCAACCCTTGACATGGCAGGACCGCTGGAGAGATTCAGCTTTCTCGTAAGAGACCTGCACACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACG 
TCCCTAGTTGCCAGCAATTCAGTTGGGAACTCTATGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGG 
ATGACGTCAAGTCCTCATGGGCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTT 
AATCCCCAAAAGCCATCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTTGGAATCGCTAGTA 
ATCGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TTGGTTCTACCCGACGACGNTGCGCTAACCTTCGGGGGGCAGGCGGCCACGGTAGGATCAGCGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|219856838|ref|NR_024657.1| Marinospirillum minutulum strain ATCC 19193 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAGGAGCTTGCCCCCTGCTGAC 
GAGCGGCGGACGGGTGAGTAATACTTGGGTATCTGCCCGATAGTGGGGGACAACACGGGGAAACTCGTGC 
TAATACCGCATACGTCCTACGGGAGAAAGCAGGCTTAGGCTTGCGCTATCGGATGAGCCCAAGTCGGATT 
AGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGACACA 
CCGGGACTGAGAAACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACC 
CTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTGAGGAGGAAAAG 
TTAGTGGTTAATACCCACTAGCCGTGACGTTACTCACAGAAGAAGCACCGGCAAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTA 
AGCCGGTTGTGAAAGCCCTAGGCTCAACCTAGGAACTGCACCCGGAACTGGCAAGCTAGAGTACAGTAGA 
GGAAGGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACATCAGTGGCGAAGGCGGC 
CTTCTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGTCAACTAGTTGTTGGAACCCTTGAGGTTTTAGTAACGCAGCTAACGCATTAAGT 
TGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTTGCTAGAG 
ATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGT 
TGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCGAGTTAAGTCGGGAACTCTAAGG 
AGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCT 
ACACACGTGCTACAATGGTTGGTACAGCAGGTTGCTAACCCGCGAGGGGGCGCTAATCCGTCAAAACCGA 
TCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAAT 
GCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAA 
GTAGCTAGCTTAACCTTCGGGAGGGCGGTTACCACGGTGTGGTTAATGACTGGGGT 


>gi|219856837|ref|NR_024656.1| Terasakiella pusilla strain IFO 13613 16S ribosomal RNA, partial sequence 
CTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGGGAGAAGCTATCTTCGGATAGT 
GGAGACCGGCAGACGGGTGAGTAACACGTGGGAACATACCGAGTAGTGGGGGATAACAGTTGGAAACGAC 


TGCTAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGCTATTCGATTGGCCCGCGTTAGATTAGCTA 
GTTGGTAAGGTAACGGCTTACCAAGGCGACGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGAGGAAACTCTGAC 
GCAGCCATGCCGCGTGAGTGAAGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGACGTGATGATGATGACAG 
TAGCGTCAAAAGAAGTTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGAACTAGCGTTGTT 
CGGATTTACTGGGCGTAAAGAGCATGTAGGCGGATTGGACAGTTGAGGGTGAAATCCCAGAGCTCAACTC 
TGGAACGGCCTTCAATACTTCCAGTCTAGAGTCCGTAAGGGGGTGGTGGAATTCCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGACCACCTGGTACGGTACTGACGCTGAGATGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGTTGTCA 
GGATGTTTACATCTTGGTGACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAATTCTTGACATACCTGTCGCGATTTCCAGAGATGGATTTCTTCAGTTCGGCTGGACAGGA 
TACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCACCCCTAGTTGCCAGCATTTAGTTGGGCACTCTATGGGAACTGCCGGTGACAAGCCGGAGGAAGGT 
GGGGATGACGTCAAGTCATCATGGCCCTTACGGATTGGGCTACACACGTGCTACAATGGTAACTACAGTG 
GGCAGCGACGTCGCGAGGCGAAGCAAATCTCCAAAAGTTATCTCAGTTCGGATTGTTCTCTGCAACTCGA 
GAGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGACGGTGGGCTAACCTTTTTAAGGAGGCAG 
CCGGCCACGGTAAGGTCAGCGACTGGGGT 


>gi|219856836|ref|NR_024655.1| Oceanobacter kriegii strain IFO 15467 16S ribosomal RNA, partial sequence 
ATTGAACTCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGAGATAGCTTGCTATCTGCTGAC 
GAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCCAGTAGTGGGGGACAACAGTTGGAAACGACTGC 
TAATACCGCATACGCCCTACGGGGGAAAGGGGGCTTCGGCTCTCGCTATTGGATGAGCCTGCGTGAGATT 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCAACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGC 
CTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCAGTGAGGAACGC 
TTGATGGTTAATACCCATCAAGTTTGACGTTAACTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTTGCTTGTTA 
AGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAGGCTAGAGTACAGTAGA 
GGGTGGCGGAATTTCCTGTGTAGCGGTGAAATGCGTAGAGATGGGAAGGAACATCAGTGGCGAAGGCGGC 
CACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGTCTACTAGTTGTCGGGAGACCTGTTCTCTTGGTAACGAAGCTAACGCGATAAGT 
AGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGAAAAACCTTACCTACTCTTGACATCCTGCGAACTTGGTAAAG 
ATACCTTGGTGCCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGT 
TGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTTAGTTGGGGACTCTAAGGAG 
ACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTAC 
ACACGTGCTACAATGGCTAGTACAGAGGGTTGCGAAGCGGCGACGTGGAGCTAATCTCTTAAAGCTAGTC 
GTAGTCCGGATTGGAGTCTGCAACTTGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGT 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGT 
AGATAGCCTAACCTCGGAGGGCGTTTACCACGGAGTGATTCATGACTGGGGT 


>gi|219856835|ref|NR_024654.1| Pseudospirillum japonicum strain ATCC 19191 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGGAGTAGCTTGCTACTTTGCCG 
GCGAGCGGCGGACGGGTGAGTAACGCATAGGAATCTGCCCAGTAGAGGGGGATAGCCAGGGGAAACTCTG 
ATTAATACCGCATACGCCCTACGGGGGAAAAGGGGCTTTTAGCTCCTGCTATTGGATGAGCCTATGTCGG 
ATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGTTCTGAGAGGATGATCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGA 
ACCCTGATGCACCCATCCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCAAGGAGGAA 
GGCCGTATGCTTAATAGGCATGCGGATTGACGTTACTTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATAG 
GTCAGTCAGATGTGAAAGCCCTGGGCTCAACCTAGGACGTGCACCTGATACTGCTTATCTAGAGTAAGGT 
AGAGGGTAGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAATACCGGTGGCGAAGGC 
GGCTACCTGGACTATTACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
GTCCACGCTGTAAACGATGTCGACTAGCCGTTGCCGACCTTGAGTTGGGAGTGGCGCAGCTAACGCGATA 
AGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCA 
GAGATGGATAGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAA 
TGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTATTTGCCAGCGGGTTATGCCGGGAACTTTA 
AGGAAACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGG 
GCTACACACGTGCTACAATGGTAAGTACAGAGGGTTGCAAGACCGCGAGGTGGAGCTAATCTCAGAAAAC 
TTATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAG 
AATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTTCACCA 
GAAGTAGTTAGTCTAACCGNAAGGGGGACGATTACCACGGTGGGGTTCATGACTGGGGT 


>gi|219856834|ref|NR_024653.1| Marinobacterium jannaschii strain IFO 15466 16S ribosomal RNA, partial 
sequence 

ATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGTAACAGAGATAGCTTGCTATCTGCTGAC 
GAGCGGCGGACGGGTGAGTAACGCGTAGAAATCTACCAGATAGTGGGGGATAACCAGTGGAAACGCTGGC 
TAATACCGCATACGTCCTACGGGAGAAAGGGGGCCTCTTCTTGAAAGCTCTCGCTATCTGATGAGTCTGC 
GTCGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGATGAT 


CAACCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GGGAAACCCTGATGCAGCCATACCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGCAGTG 
AGGAAAGGTGACCGGCTAATACCCGGTTGCTGTGACGTTAACTGCAGAAGAAGCACCGGCTAATTCCGTG 
CCAGCAGCCGCGGTAATACGGAAGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTG 
GTTCAGTCAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCACCTGATACTGCTGGACTCGAGT 
ACGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCG 
AAGGCGACTACCTGGACCGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCTACTAGTTGTTGGGGGACTTGATCCCTTAGTAACGAAGCTAACG 
CGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTACACTTGACATCCTGCGAACT 
TGCTAGAGATAGCTTGGTGCCTTCGGGAACGCAGTGACAGGTGCTGCATGGCCGTTGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTATTTGCCAGCACTTCGGGTGGGAAC 
TCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTG 
TAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCCGCGAACCTGCGAGGGTAAGCTAATCTCAGA 
AAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAA 
TCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGC 
ACCAGAAGTAGCTAGACTAACCTTCGGGGGGTCGGTTACCACGGTGTGATTCATGACTGGGGT 


>gi|219856833|ref|NR_024652.1| Oceanospirillum multiglobuliferum strain IFO 13614 16S ribosomal RNA, 
partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCCTCTTGAGAG 
CGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCCGATAGTGGGGGATAGCCCAGAGAAATTTGGATTAA 
TACCGCATACCCCCTAAGGGGGAAAGCAGGGGATCTTCGGACCTTGCACTATCGGATGAGCCTGCGTGAG 
ATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCC 
ACACCGGAACTGAGACACGGTCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCA 
AGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAA 
AGGTTGTAAGCTAATACCTTGCAGCTGTGACGTTACCTACAGAAGAAGGACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTG 
TTAAGCCAGATGTGAAAGCCCTGGGCTCAACCTAGGAATTGCATTTGGAACTGGCTCGCTAGAGTACAGA 
AGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGC 
GGCCACCTGGTCTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTATACGATGTCAACTAGCCGTTGGGTCCCTTGAGGACTTAGTGGCGCAGCTAACGCAATA 
AGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGGCA 
GAGATGCCTTAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAA 
TGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTATTTGCCAGCACTTCGGGTGGGAACTCTAA 
GGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGG 
CTACACACGTGCTACAATGGCCGGTACAGAGGGTTGCAATACCGCGAGGTGGAGCTAATCTCACAAAACC 
GGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGA 
ATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAG 
AAGTGGCTAGTCTAACCTTCGGGGGGACGGTCACCACGGAGTGATTCATGACTGGGGT 


>gi|219856832|ref|NR_024651.1| Acidiphilium multivorum strain AIU 301 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGGGCA 
ACCTGTCAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCTTGGGTGGGGGACAACCGTGGGAAAC 
TACGGCTAATACCGCATGATCCCTGAGGGGCAAAGGCGAAAGTCGCCTGAGGAGGAGCCTGCGTCTGATT 
AGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGC 
CTGATCCAGCAATGCCGCGTGGATGAAGAAGGTCTTCGGATTGTAAAGTCCTTTTGGCGGGGACGATGAT 
GACGGTACCCGCAGAATAAGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCG 
TTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGACGGCACAGTCAGGCGTGAAATACCTGGGCTC 
AACCTGGGGACTGCGTCTGAGACGTGTTGTCTTGAGTATGGAAGAGGGTTGTGGAATTTCCAGTGTAGAG 
GTGAAATTCGTAGATATTGGAAAGAACACCGGTGGCGAAGGCGGCAACCTGGTCCATTACTGACGCTGAG 
GCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGA 
TGTTGGGGTGCTTAGCACTTCAGTGTCGTAGCTAACGCGGTAAGCACACCGCCTGGGGAGTACGGCCGCA 
AGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGCAGAACCTTACCAGGATTTGACATGGGGAGTACCGGTCCAGAGATGGACTTTCCCGCAAGGGGCTCC 
CGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGCCTTCAGTTGCCAGCATGTTTGGGTGGGCACTCTGAAGGAACTGCCGGTGACAAGCCGGAGGA 
AGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGAC 
AGTGGGAAGCCAGGTGGTGACACCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAAC 
TCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGATTTGGTTTGACCTTAAGTTGGTGCGCTAACCCGCAAGGGAGG 
CAGCCAACCACGGTCGGGTCAGAGACTGGGGTGAAGTCGTAACAAGGTAAC 


>gi|219856831|ref|NR_024650.1| Actinoalloteichus cyanogriseus strain IFO 14455 16S ribosomal RNA, partial 
sequence 

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCTTCGGGGTACACGAGCGGCGA 
ACGGGTGAGTAACACGTGGGCAACCTGCCCTGCACTCTGGGATAACCTCGGGAAACCGGGGCTAATACCG 
GATACGACCTTCCCCCGCATGGGGGTGGGTGGAAAGTTCCGGCGGTGCARATGGGCCCGCGGCCTATCAG 
CTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCT 


GACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCGCCGAAGAAGCGAA 
AGTGACGGTAGGCGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGA 
GCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGACTGTGAAAACCTACAG 
CTTAACTGTGGGCGTGCAGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTA 
GCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCT 
GAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCT 
AGGTGTGGGGGATTTCCACGTCCTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATG 
CAACGCGAAGAACCTTACCTGGGTTTGACATGCACTGGATCGCCTCAGAGATGGGGTTTCCGTAAGGTCA 
GTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTA 
CAGAGGGCTGCGAAATCGCAAGGTGGAGCGAATCTCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCA 
ACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCGTGGCCCAACCCTTGTGGG 
GGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|219856830|ref|NR_024649.1| Lentzea albida strain IFO 16102 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCTTCGGGGTACACGAGCGGCGAA 
CGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACCGG 
ATACGACCCCGGATCGCATGATCTGGTGTGGAAAGTTCCGGCGGTATGGGATGGACCCGCGGCCTATCAG 
CTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCT 
GATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCA 
AGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGA 
GCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACTTGGGG 
CTTAACTCCAAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTA 
GCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCT 
GAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTGCT 
AGGTGTGGGGGGCTTCCACGCCCTCTGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATG 
CAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGAAACCAGTAGAGATATTGGCCCCCTTGTGGCC 
GGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGT 
ACAAAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCATAAAGCCGGTCTCAGTTCGGATCGGGGTCTGC 
AACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCCCAACTCGTCAGG 
AGAGGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTG 
Cc 


>gi|219856829|ref|NR_024648.1| Virgisporangium aurantiacum strain YU438-5 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCTCTTCGGGGGTACTCGAGCGG 
CGAACGGGTGAGTAACACGTGAGTAACCTGCCTCTGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATA 
CCGAATATTCAGCTCTAAGGGCATCTTTGGGGTTGGAAAGTTTTTCGGCTAGGGATGGGCTCGCGGCCTA 
TCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAG 
CCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCG 
AGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGTGC 
GAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTCGTCGCGTCGACCGTGAAAACCCGC 
AGCTTAACTGCGGGCTTGCGGTTGATACGGGCGGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCG 
CTAGGTGTGGGGGCCTCTCCGGTTCTCTGTGCCGCANNTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA 
TGCAACGCGAAGANCCTTACCTGGGTTTGACATGGCCGCAAAANTCGCAGAGATGTGGGGTCTTCGGGGG 
CGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGTCCGATGTTGCCAGCGGGTTATGCCGGGGACTCATCGGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGT 
ACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGC 
AACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCGTAAGG 
AGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|219856828|ref|NR_024647.1| Virgisporangium ochraceum strain YU655-43 16S ribosomal RNA, partial 
sequence 

GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGCCCTTTCGGGGGTACTCGAGCGGC 
GAACGGGTGAGTAACACGTGAGTAACCTCCTCTGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACC 
GAATATTCATCTCTGCGGCATCGTGGGTGTTGGAAAGTTTTTCGGCCAGGGATGGGCTCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCT 
GATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAA 


GTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGTGCGAG 
CGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTCGTCGCGTCGACCGTGAAAACCCGCAGC 
TTAACTGCGGGCTTGCGGTTGATACGGGCGGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTA 
GGTGTGGGGGCCTCTCCGGTTCTCTGTGCCGCANNTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGC 
AACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCGCAGAGATGCGGGGTCTTCGGGGGCGG 
TCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGTCCGATGTTGCCAGCGGGTTATGCCGGGGACTCATCGGAGACTGCCGGGGTCAACTCGGAGGAA 
GGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACA 
AAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAAC 
TCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGG 
GAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|219856827|ref|NR_024646.1| Sporichthya brevicatena strain YU 720-21 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTTACACATGCAAGTCGAACGTGAACCACTTCGGGTGGGGATCAGTGGCG 
AACGGGTGAGTAACACGTGGGCAACCTGCCCCTAGCTCTGGGATAACTCCGGGAAACCGGAGCTAATACC 
GGATATGACATCGAGCGGCATCGCTCGATGTGGAAAGTTTTTCGGCTAGGAATGGGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCT 
GACGCAGCGACGCCGCGTGAGGGACGAAGGCTTCGGGTCGTAAACCTCTTTCAGCAGGGACGAAGCGAAA 
GTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCTGCTGTGAAAACTCGGGGC 
TCAACCCCGAGCCTGCAGTGGATACGGGCTAGCTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGACCGATACTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTA 
GGTGTGGGATCTTTCCACGATCTCCGTGCCGCAS TAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATATAGGGAAAACTGGCAGAGATGNCAGGTCCGCAAGGGCCCT 
ATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGTTCTATGTTGCCAGCGCGTAATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAA 
GGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACATGCTACAATGGCCGGTACA 
AAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAAC 
TCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGG 
GAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|219856826|ref|NR_024645.1| Lactobacillus collinoides strain JCM1123 16S ribosomal RNA, partial 
sequence 
TGATCCTGGCTCAGGATGAACCCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCATCCCGTTAAATCA 
AGTGCTTGCACGGATTTTAACATTGGATGAGTGGCGAACTGGTGAGTAACACGTGGGTAACCTGCCCAGA 
AGCAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAACAAAAACCGCATGGTTTTTGTTTGA 
AAGGTGGTTTCGGCTATCACTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGGAGTAATGGTTCAC 
CAAGGCAATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGA 
AGAAGGTTTTCGGATCGTAAAACTCTGTTGTTGAAGAAGAACACGTTTGAGAGTAACTGTTCAGACGTTG 
ACGGTATTCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGT 
TATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTTA 
ACCGGAGAAGTGCATCGGAAACTGGGTAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGG 
TGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGG 
CTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTAGGT 
GTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCA 
AGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACG 
CAAAGAACCTTACCAGGTCTTGACATACTGTGCTAACCTAAGAGATTAGGCGTTCCCTTCGGGGACGCAG 
ATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTATTGTCAGTTGCCAGCATTTAGTTGGGCACTCTGGCGAGACTGCCGGTGACAAACGCGGAGGAAG 
GTGGGGATGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAA 
CGAGTTGCGAACTCGCGAGAGCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGACTGTAGGCTGCAACT 
CGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGAGAGTTTGCAACACCCAAAGTCGGTTCGGTAACCTTCGGGAGCCAA 
CCGCCTAAGGTGGGGCAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGAGAACCTGCGGCTGGAT 
CACCTCCTT 


>gi|219856825|ref|NR_024644.1| Serratia rubidaea strain JCM1240 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAGGAAGCTTGCTTCCTCGCCGGCGAG 
CGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGATGGAGGGGGATAACCACTGGAAACGGTGGCTAA 
TACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGAACCCAGATGGG 
ATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCC 
ACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAA 


GGTGGTGAGCTTAATACGCTCATCAATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTG 
TTAAGTCAGATGTGAAATCCCCGAGCTTAACTTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTCGT 
AGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGC 
GGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTA 
AATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCA 
GAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAA 
GGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGG 
CTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGAACCTGCGAGGGCAAGCGGACCTCATAAAGTA 
CGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGA 
ATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAG 
AAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGT 


>gi|219856824|ref|NR_024643.1| Enterobacter aerogenes strain JCM1235 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGCG 
GCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATA 
CCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCATGCCATCAGATGTGCCCAGATGGGAT 
TAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGG 
CGTTAAGGTTAATAACCTTGGCGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTC 
AAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAG 
AGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGG 
CCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAG 
TCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGA 
GATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGG 
AGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCT 
ACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATG 
TCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAAT 
GCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAA 
GTAGGTAGCTTAACCTTCGGGAGGNCGCTTTACCACTT 


>gi|219856823|ref|NR_024642.1| Enterobacter amnigenus strain JCM1237 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGCG 
GCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATA 
CCGCATAANGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGGGAT 
TAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGG 
CATTGTGGTTAATAACCACAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTC 
AAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAG 
AGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGG 
CCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAG 
TCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGA 
GATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGG 
AGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCT 
ACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCACAAAGTATG 
TCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAAT 
GCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAA 
GTAGGTAGCTTAACCTTCGGGAGGGCGCTTTACCACTTTGTGATTCATG 


>gi|219856822|ref|NR_024641.1| Enterobacter gergoviae strain JCM1234 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCAGAAAGAAGCTTGCTTCTTTGCTGACGAG 
TGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAA 
TACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGG 
ATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCC 
ACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAA 
GGGAGTGAGGTTAATAACCTCANTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTG 
TCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTTGAGTCTCGT 
AGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGC 


GGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGTCTACTTGGAGGCTGTGGTCTTGAACCGTGGCTTCCGGAGCTAACGCGTTA 
AGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCA 
GAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAA 
GGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGG 
CTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTG 
CGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGA 
ATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAG 
AAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATG 


>gi|219856821|ref|NR_024640.1| Enterobacter asburiae strain JCM6051 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGGAGCTTGCTCCTGGGTGACGAGCG 
GCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATA 
CCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGGGAT 
TAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGG 
CGATAAGGTTAATAACCTTGTCGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTC 
AAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAG 
AGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGG 
CCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAG 
TCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGA 
GATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGG 
AGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCT 
ACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCG 
TCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAAT 
GCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAA 
GTAGGTAGCTTAACCTTCGGGA 


>gi|219856820|ref|NR_024639.1| Gordonia rhizosphera strain IFO 16068 16S ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGGGTACTCGAGTGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCCCTGACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGG 
ATATGACCTTACCTCGCATGGGGTTTGGTGGAAAGCTTTTGCGGTTGGGGATGGGCCCGCGGCCTATCAG 
CTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGATCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTG 
ATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTTTT 
GTTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGA 
SCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATTCTGCAG 
CTTAACTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTA 
GCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCT 
GAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACT 
AGGTGTGGGTTCCTTTTCACGGGATCCGTGCCGTAGTAACGCATTAAGTACCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATG 
CAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGCAGCTAGAGATAGTTGTTCCCTTGTGGTT 
GGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGT 
ACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGC 
AACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTG 
GGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTG 
CGGCT 


>gi|219856819|ref|NR_024638.1| Microbacterium ketosireducens strain IFO 14548 16S ribosomal RNA, partial 
sequence 
CGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCAGCTTGCTGGGTGGATCAGTGGCGAACGGGTGAGT 
AACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGTGTCTAATACTGGATATGAGCT 
ACCACCGCATGGTGAGTGGTTGGAAAGATTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGG 
TGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGA 
GACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCA 
ACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAGAGTGACGGT 
ACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCC 
GGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACCCGAGGCTCAACCTC 
GGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAA 
TGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGA 
AAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGG 
GTCCTTTCCACGGATTCCGTGACGCACGTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGC 


TAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGA 
AGAACCTTACCAAGGCTTGACATACACGAGAACGCTGCAGAAATGTAGAACTCTTTGGACACTCGTGAAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGG 
GCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGA 
CCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGT 
ACACACCGCCCGTAAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGC 
CGTCGAAGGT 


>gi|219856818|ref|NR_024637.1| Microbacterium saperdae strain IFO 15038 16S ribosomal RNA, partial 
sequence 
TGCTTAACACATGCAAGTCGAACGGTGAACACGGAGCTTGCTTGTGGGATCAGTGGCGAACGGGTGAGTA 
ACACGTGAGCAACCTACCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATATGTGGCG 
TGACCGCATGGTCTGCGTCTGGAAAGATTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGT 
GAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAG 
ACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAA 
CGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAGAGTGACGGTA 
CCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAACGTTATCCGG 
AATTATTGGGCGTAAAGAGCTCGTAGGCGTTTTGTCGCGTCTGCNNNGAAATCCGGAGGGTCAACCTCCG 
GCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATG 
CGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAA 
GGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGT 
CCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTA 
AAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAG 
AACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCG 
TTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGC 
TGCAATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACC 
TCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCTTATGGAGGGAGCCG 
TCGAAGG 


>gi|219856817|ref|NR_024636.1| Microbacterium luteolum strain IFO 15074 16S ribosomal RNA, partial 
sequence 
CGTGCTTAACACATGCAAGTCGAACGGTGAACACGGAGCTTGCTCTGTGGGATCAGTGGCGAACGGGTGA 
GTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATATGTG 
ACGTGACCGCATGGTCTGCGTCTGGAAAGATTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTT 
GGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACT 
GAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAG 
CAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAAAGTGACG 
GTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTAT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCGGAGGCTCAACC 
TNNNNNNNNCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGG 
AATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGCGC 
GAAAAGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTG 
GGGTCCATTCCACGGATTCCGTGACGCACGTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGC 
GAAGAACCTTACCAAGGCTTGACATACACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAA 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAA 
GGGCTGCAATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTC 
GACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTT 
GTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCTTGTGGAGGGA 
GCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAA 


>gi|219856816|ref|NR_024635.1| Colwellia maris strain ABE-1 16S ribosomal RNA, partial sequence 
TTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGAGAGTAGCTTGCTACTTTGCTGA 
CGAGCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTATGGTGGGGGACAACAGTTGGAAACGACTG 
CTAATACCGCATAACGTCTACGGACCAAAGGGGGGGATCTTCGGACCTCTCGCCATTTGATTAGCCCAAG 
TGAGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGGTTTGAGAGGATGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGA 
GGAAAGGTTAGTAGTTAATAGCTGCTAGCTGTGACGTTAACAACAGAAGAAGCACCGGCTAACTTCGTGC 
CAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTTCGTAGGCGG 
TTATTTAAGCAAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTTGAACTGGGTAACTAGAGTA 
CTGTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGGAAGGAACATCAGTGGCGA 
AGGCGGCCACCTGGACAGATACTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTTGTGGACTTGATCCGTGAGTGGCGCAGCTAACGC 
ACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCACAGAAGAG 


ACCAGAGATGGACTTGTGCCTTCGGGAACTGTGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGT 
GAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGCGTTATGGCGGGAAC 
TCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGG 
ATGGGCTACACACGTGCTACAATGGCAGGTACAGAGGGCAGCAATACCGCGAGGTTGAGCGAATCCCACA 
AAGCTTGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGA 
TCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGC 
AAAAGAAGTGGCTAGTTTAACCCTTCGGGGAGGACGGTCACCACTTTGTGTTTCATGACTGGGGTGAAGT 
CGTAACAAGGTAACCCTAGGGGAACCTGCGGCTGGATCACCTCC 


>gi|219856815|ref|NR_024634.1| Streptococcus porcinus strain 176 16S ribosomal RNA, partial sequence 
TCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCAGAGGACAGGTGCTTGC 
ACCAGTCTAATGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTTATAGCGGGGGATAACTATT 
GGAAACGATAGCTAATACCGCATGAAAGTAGAAGACCCATGTCATCTACTTAAAAGGGGCAACTGCTCCA 
CTATGAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATACATAGC 
CGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTA 
AAGCTCTGTTGTTAGAGAAGAACGGTAATGGGAGTGGAAAATCCATTACGTGACGGTAACTAACCAGAAA 
GGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGC 
GTAAAGCGAGCGCAGGCGGTTTGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTTCGCTTTGGA 
AACTGTCAAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATG 
GAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCCTTTCCGGGGC 
TTAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAGGAACCTTACCAGGT 
CTTGACATCCTTCTGACCGGCCTAGAGATAGGCTTTCTCTTCGGAGCAGAAGTGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCC 
ATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAGCCGGTGAC 
GGCAAGCTAATCTCTTAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAA 
TCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCATTTAGGAGCCAGCCGCCTAAGGTGGGATAG 
ATGATTGGGGTGAAGTCGTAACAAGG 


>gi|219856814|ref|NR_024633.1| Streptococcus canis strain STR Tl 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGGACGAACGCTGGCCGCGTGCCTAATACATGCAAGTAGAACGCTGAGGACAGGTGCT 
TGCACTAGTCTAAGGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTGATAGCGGGGGATAACT 
ATTGGAAACGATAGCTAATACCGCATAAAAGTGCTTAACACATGTTAAGAACTTAAAAGGGGCAACTGCT 
CCACTATGAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATACAT 
AGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATC 
GTAAAGCTCTGTTGTTAGAGAAGAACGGTAATGGGAGTGGAAAACCCATTATGTGACGGTAACTAACCAG 
AAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTG 
GGCGTAAAGCGAGCGCAGGCGGTTCTTTAAGTCTGAAGTTAAAGGCATTGGCTCAACCAATGTATGCTTT 
GGAAACTGGAGAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATAT 
ATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGCCGCTTTCCGG 
GGCTTAGTGCCGGCTAAGACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACCAGGAGAACCTTACCA 
GGTCTTGACATCCCGATGCCCGCTCTAGAGATAGAGTTTTACTTCGGTACATCGGTGACAGGTGGTGCAT 
GGTGGTCGTCAGCTCGTGTCGTGAGAGGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTT 
GCCATCATTAAGTTGGGCACTCTAGCGAGACTGCGGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAA 
ATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAGCCGGT 
GACGGCAAGCTAATCTCTGAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCG 
GAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTTAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTATTAGGAGCCAGCCGCCTAAGGTGGGA 
TAGATGATTGGGGTGAAGTCGTAACAAGG 


>gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis strain $37 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAAGTCTTCGGACT 
TAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTACGGAATAACTCAGAGAAATTTGTGC 
TAATACCGTATAATGACTTCGGTCCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAAGATTAGCTAGTT 
GGTGGGGTAAAAGCCTACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCA 
GCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTAC 
CGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGG 
AATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCAGAGGTGAAAGCCCAGTGCTCAACACTGG 
AACTGCCTTTGAAACTGGAAAACTTGAATCTTGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTGAAATT 
CGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTGACTGGACAAGTATTGACGCTGAGGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGG 
TTCATAGAACTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAA 
CCTTACCAGCGTTTGACATCCTGATCGCGGATTAGAGAGATCTTTTCCTTCAGTTCGGCTGGATCAGTGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 


TCATCCCTAGTTGCCATCATTCAGTTGGGCACTCTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCAACTACAGTGGG 
CAGCAACCGGGCGACCGGTAGCTAATCTCCAAAAGTTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGA 
GCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTTGGTTTCACCCGAAGGCAGTGCTCTAACCCGCAAGGAGGGAAGCTG 
ACCACGGTGGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGG 


>gi|219846946|ref|NR_026538.1| Dickeya paradisiaca strain LMG 2542 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGGGGAAGCTTGCTTCCCCGCCG 
GCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTA 
GCTAATACCGCATAACGTCTTCGGACCAAAGTGGGGGCTCTTCGGACCTCATGCCATCGGATGTGCCCAG 
ATGGGATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGG 
AGGAAGGGGACAGGCTTAATACGTCTGTTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCG 
GTCTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTCAAAACTGACAGGCTAGAGT 
CTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGGTCTTGAACCGTGGCTTCCGGAGCTAACG 
CGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGA 
CTGCAGAGATGCGGTTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGRTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTGATGGTGGGAA 
CTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGATCTCAT 
AAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGG 
ATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CAAAAGAAGTAGGTAGCTTAACTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCG 
TAACAAGGTAACCGCAGGGGAACCTGC 


>gi|219846945|ref|NR_026537.1| Microlunatus phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGGTTCAGAAGAGCTTGCTCTTTTGATCAGTGGCGAACGGG 
TGAGTAACACGTGAGCAACCTACCCTTGACTCTGGGATAACAGTTGGAAACAGCTGCTAATACCGGATAC 
GACCTCGGCCGACATCTGCTGAGGTGGAAAGTTCTGGCGGTCAAGGATGGGCTCGCGGCCTATCAGCTAG 
TTGGTGAGGTAACGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATG 
CAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCTCCGACGAAGCGCAAGTG 
ACGGTAGGAGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTCCGAGCGT 
TGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTTGTCACGTCGGAAGTGAAAACTCAGGGCTCA 
ACCCTGAGCCTGCTTCCGATACGGGCAAAC TAGAGGAATGCAGGGGAGAATGGAATTCCTGGTGGAGCGG 
TGGAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGGTTCTCTGGGCATTTCCTGACGCTGAGA 
AGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGT 
GTGGGACTCATTCCACGAGTTCCGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCTGGGTTTGACATATGCCGGAAAGCTGCAGAGATGTAGCCCCCGCAAGGTCGGTA 
TACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTCCTATGTTGCCAGCGGGTAATGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAG 
GTGGGGATGACGTCAAGTCATCATGCCCCTTAAGTCCAGGGCTTCACGCATGCTACAATGGCTGGTACAA 
AGGGCTGCAATACCGCAAGGTTGAGCGAATCCCAAAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCTTTTGGAGGGA 
GCCGTCGAAGGTGGGACTGGCGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCT 


>gi|219846944|ref|NR_026536.1| Friedmanniella antarctica strain AA-1042 16S ribosomal RNA, partial 
sequence 
AGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCTTTCGGGGTCATACGAGTG 
GCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTGACTTCGGAATACCAGCTGGAAACAGCTGCTAAT 
ACCGGATATGACCCTGGTCCTCCTGGACTGGGGTGGAAAGCTCCGGCGGTCAGGGATGGGCTCGCGGCCT 
ATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGTAGGGACGAA 
GCCACAAGTGACGGTACCTACAGAAGAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGG 
GTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTCCGTCGCGTCAGGAGTGAAAAC 
TCGGGGCTTAACCCCGAGCCTGCTTTTGATACGGGCGGACTAGAGGGATGCAGGGGAGAACGGAATTCCT 
GGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCATCACCT 
GACGCTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGGTG 
GGCACTAGGTGTGGGGGACATTCCACGTTCTCCGTGCCGAAGCTAACGCATTAAGTGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAGCTGCAGAGATGTAGCCCCCGC 
AAGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTCATGGTGGGGACTCATAGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAAGTCCAGGGCTTCACGCATGCTACAATG 


GCCGGTACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGG 
GTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCC 
TTGTGGAGGGAGCCGTCTAAGGTGGGACTGGCGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAA 
GGT 


>gi|219846942|ref|NR_026534.1| Pseudomonas resinovorans strain LMG 2274 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGCCCTAACAAATCCAAGTCGAGCGGCAGCGGGTCCTTCGGGATGCCGGCGAGC 
GGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGATAGTGGGGGATAACGTTCGGAAACGGACGCTAAT 
ACCGCATACGTCCTACGGGAGAAAGCGGGGGATCTTCGGACCTCGCGCTATCAGATGAGCCTAGGTCGGA 
TTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAA 
GCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAG 
GGCAGTAAGCTAATATCTTGCTGTTTTGACGTTACCAACAGAATAAGCACCGGCTAACTTCGTGCCAGCA 
GCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCAG 
CAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTACTGAGCTAGAGTACGGTA 
GAGGGTGGTGGAAYTTCCTGTGTAGCGGTGWACTGCGTAGATATAGGAAGGAACACCAGTNGTGAAGCCG 
ACCACCTGGACTGATACTGTAACTKAGGTGCGAAAGTGTGGGCAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTTCCTTGAGRACTTAGTGGCNCAGCTAACGCGATAA 
GTCGACCTCCTGGGGAGTACGACCGCAAGGT TAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATGCTGAGAACTTTCCAG 
AGATGGATTGGTGCCTTCGGGAACTCAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGCACTCTAA 
GGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGG 
CTACACACGTGCTACAATGGTCGGTACRAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACC 
GATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAMTCAGA 
ATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAG 
AAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACGGAGTGATTCATGACTGGGGTGAAGTCG 


>gi|219846941|ref|NR_026533.1| Pseudomonas citronellolis strain DSM 50332 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGGCGTAACACATGCAAGTCGAGCGGATGTAGGGAGCTTGCTTCTGGATTCAGC 
GGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTTCCGAAAGGAGCGCTAAT 
ACCGCATACGTCCTACGGGAGAAAGTGGGGGATCTTCGGACCTCACGCTATCAGATGAGCCTAGGTCGGA 
TTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAA 
GCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAG 
GGCAGTAAGTTAATACCTTGCTGTTTTGACGTTACCAACAGAATAAGCACCGGCTAACTTCGTGCCAGCA 
GCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGG 
TAAGATGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCATAACTGCCTGACTAGAGTACGGTA 
GAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCG 
ACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCGACTAGCCGTTGGGATCCTTGAGATCTTAGTGGCGCAGCTAACGCGATAA 
GTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCCGGAATTCTGCAG 
AGATGCGGGAGTGCCTTCGGGAATCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCARCACGTTATGGTGGGCACTCTAA 
GGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGG 
CTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACC 
GATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGA 
ATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAG 
AAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACCTGCGGCTGGATCATCTCCTTA 


>gi|219846940|ref|NR_026532.1| Pseudomonas cichorii strain PCl 16S ribosomal RNA, partial sequence 
ATTGAACGCTGTCGGCAGCCCTAACACATGCAAGTCGGGCGGCAGCACAGGGACTTGTCCCGGGTGGCGA 
GCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTA 
ATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCG 
GATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGT 
CACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGA 
AAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGA 
AGGGTCGTTACCTAATACGTGACGATTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAG 
CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTC 
GTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCGAGCTAGAGTAGGG 
CAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGG 
CGACCACCTGGGCTCATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAGTGGCGCAGCTAACGCATT 
AAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAGTGAACTTACC 
AGAGATGGTTTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTGATGGTGGGCACTCT 
AAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTG 


GGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCACAAAA 
CCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCA 
GAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACC 
AGAAGTAGTTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846939|ref|NR_026531.1| Clostridium ultunense strain BS 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAAGAATTTATCATGAAGCCTTCGGGTGGAAT 
GATAAACTTCTTAGCGGCGGATGGGTGAGTAACGCGTGAGGAACCTGCCTTCCACAAGGGGATAGCCTCG 
GGAAACCGGGATTAATACCCTATGAAACTTAGCAATCGCATGATATTTAAGTTAAAGCGTTAGCGGTGGA 
AGATGGCCTCGCGTCCCATTAGCTAGTTGGTGAGTTAAAAGCTCACCAAGGCGACGATGGGTAGCCGGCT 
TGAGAGAGTGACCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCT 
CTGTCCTATGGGACGATAATGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTACGCAGGCGGTCAAATAAGTCA 
GATGTGAAAGGCGTAGGCTTAACCTATGTAAGCATTTGAAACTGTTTGGCTTGAGTTAAGGAGAGGAAAG 
TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATATCAGTGGCGAAGGCGACTTTCTG 
GACTTAAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCT 
GTAAACGATGAGTGCTAGGTGTCGGAGGGTAACCTTCGGTGCCGAAGTTAACACATTAAGCACTCCGCCT 
GGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGG 
TTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCGGGCCGTCTTAGAGATAAGACC 
TTCTCTTCGGAGACTGAGGGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAACAGTTAGGCTGTGCACTCTAGAGGGACTGCCG 
ATGATAAATCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGCTACACACGTG 
CTACAATGGTCGGTACAACGGGTAGCGACTTAGTGATAAGGAGCCAATCCCTTAAAACCGATCCCAGTTC 
GGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAGTTGCTAGTAATCGTGGATCAGAATGCCACGGTG 
AATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTAGCAATACCCGAAGCCAGTGAG 
CCAACCGTAAGGGAGCAACTGTCGAAGGTAGGGTTTATGACTGGGG 


>gi|219846938|ref|NR_026530.1| Streptomyces macrosporus strain A1201 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGG 
CGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGATAACTCCGGGAAACCGGAGCTAATA 
CCGGATACGACCATCGGAGGCATCTTCGGTGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTA 
TCAGCTGGTTGGTGGGGTGACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAG 
CGGAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCC 
GGGGCTTAACCCCGGGTCGGCATTCGATACGGGCAGGCTGGAGTTCGGNAGGGGAGATCGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGA 
CGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGG 
CACTAGGTGTGGGCGGCATTCCACGTCGTCCGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATT 
CGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGCCCAGAGATGGGTGCCCCCTTG 
TGGTCGGTGTATAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTCCCGTGTTGCCAGCGTGCCCTTCGGGGTGACGGGGACTCACGGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCT 
ACAATGGCCGGTACAATGAGCTGCGANGCCGCGAGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAGTGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCC 
CAACCCCGTTTGGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTACCGGAAGGTGC 


>gi|219846937|ref|NR_026529.1| Streptomyces thermolineatus strain A1484 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCG 
AACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAACCCGGGGAAACCCGGGCTAATACC 
GGATACGACCCTCCAGGGCATCTTGGGGGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTGATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCG 
CAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTCGTGAAAGCCCGG 
GGCTTAACCCCGGGTCTGCGGTCGATACGGACAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAA 
CTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGAGGCGGAGCATGTGGCTTAATTCG 
ACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTGGCAGAGATGTCAGCCCCCTTGTG 
GTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTAC 
AATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGAT 


TGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCTCTAGTAATCGCAGATCAGCATTGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCA 
ACCCCTTGTGGGAGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTA 
CCGGAAGGTGC 


>gi|219846936|ref|NR_026528.1| Streptomyces thermovulgaris strain R10 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGG 
CGAACGGGTGAGTAACACGTGGGCAACCTGCCCCGCACACTGGGATAAGCCCTGGAAACGGGGTCTAATA 
CCGGATATGACTCAAGGTCGCATGGTCTTGGGTGGAAAGCTCCGGCGGTGCGGGATGGGCCCGCGGCCTA 
TCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAG 
CTCTTGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGC 
CCGGGGCTTAACTCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTG 
GGCACTAGGTGTGGGCGGCATTCCACGTCGTCCGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAA 
TTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACATCCAGAGATGGGTGCCCCCT 
TGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGG 
GGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGC 
TACAATGGCCGGTACAAAGAGCTGCGATGCCGTGAGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGC 
CCAACCCCCTTGTGGGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAG 
CCGTACCGGAAGGTGC 


>gi|219846935|ref|NR_026527.1| Chlamydophila pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 
GGAATAATGACTTCGGTTGTTATTTAGTGGCGGAAGGGTTAGTAGTACATAGATAATCTGCCCTCAACTT 
GGGGATAACGGTTGGAAACGATCGCTAATACCGAATGTAGTGTAATTAGGCATCTAATATATATTAAAGA 
AGGGGATCTTCGGACCTTTCGGTTGAGGAAGAGTTTATGCGATATCAGCTTGTTGGTGGGGTAAAAGCCC 
ACCAAGGCGATGACGTCTAGGCGGATTGAGAGATTGACCGCCAACACTGGGACTGAGACACTGCCCAGAC 
TCCTACGGGAGGCTGCAGTCGAGAATCTTTCGCAATGGACGAAAGTCTGACGAAGCGACGCCGCGTGTGT 
GATGAAGGCCTTAGGGTTGTAAAGCACTTTCGCCTGGGAATAAGAGAGATTGGCTAATATCCAATCGATT 
TGAGCGTACCAGGTAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCTAGC 
GTTAATCGGATTTATTGGGCGTAAAGGGCGTGTAGGCGGAAAGGAAAGTTAGATGTTAAATTTTGGGGCT 
CAACCCCAAGTCAGCATTTAAAACTATCTTTCTAGAGGATAGATGGGGAAAAGGGAATTCCACGTGTAGC 
GGTGAAATGCGTAGATATGTGGAAGAACACCAGTGGCGAAGGCGCTTTTCTAATTTATACCTGACGCTAA 
GGCGCGAAAGCAAGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCTTGCCGTAAACGATGCATACTTG 
ATGTGGATGGTCTCAACCCCATCCGTGTCGGAGCTAACGTGTTAAGTATGCCGCCTGAGGAGTACACTCG 
CAAGGGTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGATGCA 
ACGCGAAGGACCTTACCTGGACTTGACATGTATTTGACAACTGTAGAAATACAGCTTTCCGCAAGGACAG 
ATACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTATCGTTAGTTGCCAGCACTTAGGGTGGGAACTCTAACGAGACTGCCTGGGTTAACCAGGAGGA 
AGGCGAGGATGACGTCAAGTCAGCATGGCCCTTATGTCCAGGGCGACACACGTGCTACAATGGTTAGTAC 
AGAAGGTAGCAAGATCGTGAGATGGAGCAAATCCTAAAAGCTAGCCCCAGTTCGGATTGTAGTCTGCAAC 
TCGACTACATGAAGTCGGAATTGCTAGTAATGGCGTGTCAGCCATAACGCCGTGAATACGTTCTCGGGCC 
TTGTACACACCGCCCGTCACATCATGGGAGTTGGTTTTACCTTAAGTCGTTGACTCAACCTATTTATAGG 
AGAGAGGCGCCCAAGGTGAGGCTGATGACTGGGATGAAGTCGTAACAAGGTAGCCCTACCGGAAGGTGGG 
GCTGGATCA 


>gi|219846934|ref|NR_026526.1| Bacillus vedderi strain JaH 16S ribosomal RNA, partial sequence 
CTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATCAATAAGAGCTTGCTCTTATGAAGATCAGCGGCG 
GACGGGTGAGTAACACGTGGGCAACCTGCCTTACAGACTGGGATAACTCCGGGAAACCGGAGCTAATACC 
GGATGACCNCTTGGACCGCATGGTCCGATTGTAAAAGTTGGGATTTATCCTAACACTGTGAGATGGGCCC 
GCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGCCGACGATGCGTAGCCGACCTGAGAGGGTG 
ATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCATCCGCAAT 
GGGCGAAAGCCTGACGGTGCAACGCCGCGTGAACGATGACGGTCTTCGGATTGTAAAGTTCTGTTGTTAG 
GGAAGAATAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAG 
GCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTG 
AGTGTAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTG 
GCGAAGGCGACTTTCTGGCCTACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTAGTGCCGCAGTT 
AACACATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTG 
CCACTCCTAGAGATAGGACGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTTAGTTG 
GGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 
ATGACCTGGGCTACACACGTGCTACAATGGGTGGTACAAAGGGCAGCAAAGCCGCGAGGCCGAGCGAATC 
CCATAAAGCCACTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATC 


GCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGCTT 
GTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGGCACCGAAGGTGGGACAGGTGATTGGGGTGA 
AGTCGTAA 


>gi|219846933|ref|NR_026525.1| Nocardia flavorosea strain 10.268-1 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCG 
AACGGGTGAGTAACACGTGGGTGATCTGCCTTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GGATATGACCTCCGATCGCATGGTCGGGGGTGGAAAGATTTATCGGTGCAAGATGAGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACTCCGACGAAGCG 
AAAGTGACGGTAGGAGTATAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
GAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGCTTGTCGCGTCGATCGTGAAAACTCGG 
GGCTCAACCCCGAGCTTGCGGTCGATACGGACAGGCTTGAGTACTTCAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACG 
CTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTA 
CTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACTTGCAGAAATGTAGGCCCCCTTGTG 
GTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCC 
GGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTC 
TGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTG 
TGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGT 
Gc 


>gi|219846932|ref|NR_026524.1| Rhodococcus wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCG 
AACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GGATATGACCTTCGGCTGCATGGCTGAGGGTGGAAAGGTTTACTGGTGCAGGATGGGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCG 
AAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
AAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCGA 
GGCTCAACCTCGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACG 
CTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCG 
CTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCCGTAGAGATACGGCCCCCCTTGTG 
GTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCGTAAGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCC 
GGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTC 
TGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTT 
GTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAG 
GTGC 


>gi|219846931|ref|NR_026523.1| Skermania piniformis strain IFO 15059 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCTTCGGGTACACGAGTGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCCTGGACTCTGGGATAAGCTTGGGAAACTGGGTCTAATACCGG 
ATATGACCATGCTGCGCATGTGGTGTGGTGGAAAGCTTTTGCGGTCTGGGATGGGCCCGCGGCCTATCAG 
CTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCT 
GATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGGTTGGGACGAAGCCTT 
TCGGGGTGACGGTACCTTCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGATCGTGAAAACTC 
GCAGCTCAACTGTGGGCGTGCGGTCGATACGGGCAGACTTGAGTACTCCAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGA 
CGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGG 
CGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATT 
CGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGCTGGTAGAGATATCAGTTCCCTTG 
TGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTCCTGTATTGCCAGCGCGTTATGGCGGGGACTTGCAGGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
CCGGTACAGAGGGTTGCGATATCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGG 
TCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTT 


CCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCGTGGCCTAACCCC 
TTTGTGGGAGGGAGCGGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGTGC 


>gi|219846930|ref|NR_026522.1| Legionella tucsonensis strain 087-AZ-H 16S ribosomal RNA, partial sequence 
GCTTAACACATGCAAGTCGAACGGCAGCATACTCTAGCTTGCTAGATGGGTGGCGAGTGGCGAACGGGTG 
AGTAACGCGTAGGAATATGCCTTGAAGAGGGGGACAACTTGGGGAAACTCAAGCTAATACCGCATAATGT 
CTAAGGACGAAAGCTGGGGACCGCAAGGCCTGGCGCTTTAAGATTAGCCTGCGTCCGATTAGCTAGTTGG 
TGGGGTAAGGGCCTACCAAGGCACGATCGGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAG 
ACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCA 
ATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAGGGTTGCCAGGTTAA 
GAGCTAGGTGATTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGTTGAATAAGTTATCTGTG 
AAATCCCTGGGCTTAACCTGGGCAGGTCAGATGATACTGTTTGACTCGAGTATGGGAGAGGGTAGTGGAA 
TTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGCCTA 
ATACTGACATGAGGCACGAAAGCGTGGGGAGCAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
ATGTCAACTAGCTGTTGGTTATATGAAAATAATTAGTGGCGCAGAAAGCGATAAGTTGACCGCCTGGGGA 
GTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGGATTTTGCAGAGATGCATTAGTGCCTT 
CGGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGT 
AACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTGATGGTGGGGACTCTAAGGAGACTGCCGGTGACA 
AACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCTTACGGGTAGGGCTACACACGTGCTACAAT 
GGGCGATACAGAGGGAAGCGAAGGGGTGACCTGGAGCTAATCTTAGAAAGTTGCTCGTAGTCCGGATTGG 
AGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGTCTAACCT 
TCGGGGGGACGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACA 


>gi|219846929|ref|NR_026521.1| Fluoribacter gormanii strain LS-13 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGATTGAAGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCATTTTCTAGC 
TTGCTAGAGAGATGGCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTGAAGTGGGGGACAAC 
TTGGGGAAACTCAAGCTAATACCGCATAATATCTAAGGATGAAAGCTGGGGACCTTCGGGCCTGGCGCTT 
TAAGATTAGCCTGCGTCCGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGG 
TCTGAGAGGATGGCCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAG 
CACTTTCAGTGGGGAGGAGGGTTTATAGGTTAAGAGCTAGTAGACTGGACGTTACCCACAGAAGAAGCAC 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGTTAATCGGAATTACTGGGCGTAAAG 
CGTGCGTAGGTGGTTGACTAAGTTATCTGTGAAATCCCCGGGCTTAACCTGGGCAGGTCAGATGATACTG 
GTTGACTCGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGA 
ACACCAGTGGCGAAGGCGGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCAACTAGCTGTTGGTTATATGAAAATAATTAGT 
GGCGCAGCAAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGA 
CATACAGTGAATTTTGCAAGATGCATTAGTGCCTTCGGGAACACTGATACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCG 
TAATGGCGGGAACTCTAAGGATGCTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAGTCATCA 
TGGCTTACGGGTAGGGCTACACACGTGCTACAATGGGCGATACAGAGGGAAGCGAAGGGGTGACCTGGAG 
CTAATCTTAGAAAGTCGCTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGCTGCACCAGAAGTAGATAGTCTAACCTTCGGGAGGACGTTTAC 


>gi|219846928|ref|NR_026520.1| Legionella brunensis strain 441-1 16S ribosomal RNA, partial sequence 
CTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCATTTTCTAGCTTGCTAGAA 
AGATGGCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTAAAGAGTGGGATAACATGGGGAAA 
CTCATGCTAATACCGCATAATTTCTTAGGAAAAAAGCTGGGGACCGTAAGGCCTGGCGCTTTAAGATTAG 
CCTGCGTCCGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGG 
ATGGCCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGGGGAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAG 
TGGGGAGGAGTGGTTGATAGGTTAAGAGCTAATTGATTAGACGTTACCCACAGAAGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCG 
TAGGTGGTTTAATAAGTTAACTGTGAAATCCCTGGGCTTAACCTGGGAACTGCAGTTAAGACTGTTAGAC 
TCGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCA 
GTGGCGAAGGCGGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCTGTAAACGATGTCAACTAGTGTTGGTATAAATGTGATTAGTGGCGAGCAAA 
CGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAA 
TTTTGCAGAGATGCATTAGTGCCTTCGGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATGTAATGGTGGG 
GACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGGCCTTACG 
GGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAGGGGTGACCTGGAGCAAATCTTT 
TAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCG 
AATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GCACCAGAAGTAGATAGTCTAACCTTCGGGGGGACGTTTACCACGGTGTGATTCATGACTGGGGTGAAGT 
CGT 


>gi|219846927|ref|NR_026519.1| Agrobacterium larrymoorei strain AF3.10 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCATCGCAAGATGAGTGGCAGACGGGTGAG 
TAACGCGTGGGAACATACCCTTTTCTACGGAATAGCTCTGGGAAACTGGAATTAATACCGTATACGCCCT 
ACGGGGGAAAGATTTATCGGGGAAGGATTGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCTTAGGGTTGTAAAGCTCTTTCACCGATGAAGATAATGACGGTAGTCGGAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGATATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGG 
GTATCTTGAGTATGGAAGAGGTAAGTGGAATTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAGGAA 
CACCAGTGGCGAAGGCGGCTTACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCAGTATACTGTTCGGTGGC 
GCAGNTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACAT 
TCGGGGTATGGTCATTGGAGACGATGACCTTCAGTTCGGCTGGCCCTAGAACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCA 
TTTGGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACAGCGATGTC 
GAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGC 
TAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGTTTTACCCGAAGGCGCTGCGCTAACCGCAAGGGGGCAGGCGACCACGGTAGGGTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACC 


>gi|219846926|ref|NR_026518.1| Hydrogenobacter hydrogenophilus strain Z-829 16S ribosomal RNA, partial 
sequence 
CAGCGCGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTGCGGGGTGGCTCTNNNNNNNNNNNAGCGG 
CAAACGGGTGAGTAACACGTGAGTAACCTGCCCTCAGGAAGGGGATAACCCTCCGAAAGGGGGGCTAATA 
CCCTATAATGTCCGGGGACCACTAAGGTTTCCGGACCAAAGGTGGCCTCTGCTCTGCAAGCTACCGCCTG 
AGGAGGGGCTCGCGGCCCATCAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTATGACGGGTAGCCGGC 
NTGAGAGGGTGGCCGGCCACAGTGGGACTGAGACACGGCCCACACCCCTACGGGGGGCAGCAGTGGGGAA 
TCGTGGGCAATGGGCGAAAGCCTGACCCCGCGACGCCGCGTGGAGGAAGAANCCCTTCGGGGTGTAAACT 
CCTGTCAGGGGGGAAGATGCTCACAGGGGTGAATAATCTCTGTGGGTGACTGTACCCCCAGAGGAAGGGA 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAATTCACTGGGCGTAA 
AGCGTCCGCAGCCGGATGGGTAAGCGGTTTGTCAAAGCCCACCGCTCAACGGTGGAAAGGCATACCGAAC 
TGCCCATCTTGAGGCACGCTCAGGTAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAG 
GAACACCGGTGGCGAAGGCGGCCTACTGGGGCTGTCCTGACGGTCAGGGACGAAAGCTGGGGGAGCAAAC 
CGGATTAGATACCCGGGTAGTCCCANCCNTAAACCATGGGCGCTAGGCGTTGTCCGCAAGGGCAGTGCCT 
CAGCTAACGCGGTAAGCGCCCCGCCTGGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTGGCGGGG 
GCCCGCACAACCGGTGGAGCGTCTGGTTCAATTCGATGCTAACCGAAAAACCTTACCCGGGCTTGACATG 
GTAGGANACCCTTGCGAAAGCGAGGGGTGCCGTCCTCTGGNNNNNATCCTACCACAGGTGGTGCATGGCC 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCA 
CTCTTCGGAGGGCACTCTAAGGGGACTGCCGGCGATAAGCCGGAGGAAGGTGGGGATGACGTCAGGTCAG 
TATGCCCTTTATGCCCGGGGCTACACAGGCGCTACAGTGGCCGGGACAATGGGAAGCGACCCAGCAATGG 
NGAGCNAATCCTCCAAACCCGGTCATGGTGCAGATTGAGGGCTGAAACTCGCCCTCATGAAGCCGGAATC 
GGTAGTAATGGCGGATCAGCTAAGCCGCCGTGAATACGTTCTCGGGCCTTGCACACACCGCCCGTCACGC 
CACGGAAGTCAGTCTTCCCGGAAGGCCTCGAGC TAACCCGCAAGGGAGGCAGAGGACGATGGGAAGGCTG 
GCAACTGGGGCGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTG 


>gi|219846925|ref|NR_026517.1| Acidithiobacillus caldus strain KU 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGGACGGCAGCAGGTCCTTCGGGATGCTGGCGAGT 
GGCGGACGGGTGAGTAATGCGTAGGAACCTATCCTTTTGTGGGGGACAACCCAGGGAAACTTGGGCTAAT 
ACCGCATAAGCCCTGAGGGGGAAAGCGGGGGATCTTCGGACCTCGTGCTGAAGGAGGGGCCTACGTCCGA 
TTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTTCGCAATGGGGGCAA 
CCCTGACGAAGCAATGCCGCGTGGATGAAGAAGGCCTTCGGGTTGTAAAGTCCTTTCGTGGGGGACGAAA 
AGGCGGATCCGAATACGGTCTGCTATTGACGTGAACCCAAGAAGAAGCACCGGCTAACTCCGTGCCAGCA 
ACCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTGGGT 
TACGTCTGCCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGGTGGAAACGGGCTGACTGGAGTATGGGA 
GAGGGTGATGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCG 
GTCACCTGGCCCAATACTGACGCTGGGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGGATACTGGATGTTTGGCGCCTTAGGTGCTGAGTGTCGTAGCTAACGCGATAA 
GTATCCCGCCTGGGAAGTACGACCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTCCGGAACCCTGCAG 
AGATGTGGGGGTGCCCTTCGGGGAATCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCTAGTTGCCAGCGGTTCGGCCGGGCACTCTA 
GGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGTCCAGG 
GCTACACACGTGCTACAATGGCGCGTACAGAGGGAAGCCAAGCCGCGAGGTGGAGCAGACCCCAGAAAGC 
GCGTCGTAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAG 
CATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATGGTACCA 
GAAGCCGTTAGCCTAACCTTCGGGGGGGCGACGACCACGGTATAGTTCATGACTGGGGTG 


>gi|219846924|ref|NR_026516.1| Anoxybacillus flavithermus strain DSM 2641 16S ribosomal RNA, partial 
sequence 
CTCNGGACGAACGCTGNCGGCGTGCCTAATACATGCAAGTCGAGCGGACGAATCGAAAGCTTGCTTTTGA 
TTCGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACGGGGATAACACCGAGAAAT 
CGGTGCTAATACCGGATAACACGAAATGTCGCATGACGTTTCGTTGAAAGGCGGCGCAAGCTGTCGCTAC 
AGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGAC 
CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAA 
TCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGC 
TCTGTTGTTAGGGAAGAACAAGTAGCGTAGTAACTGGCGTTACCTTGACGGTACCTAACGAGAAAGCCAC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAA 
GCGCGCGCAGGCGGNTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACT 
GGGGGACTTGAGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGG 
AACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTATCCACCCTTTAG 
TGCTGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTG 
ACATCCCCTGACAACCCGAGAGATCGGGCGTTCCCCCTTCGGGGGGACAGGGTGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGACCTTAGTTGCC 
AGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGCTAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCGAACCCGCGAG 
GGGGAGCCAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAGAGTTTGCAACACCCGANGTCGGTGAGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGGCA 
AATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGAT 


>gi|219846923|ref|NR_026515.1| Geobacillus pallidus strain DSM 3670 16S ribosomal RNA, partial sequence 
CTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAAGGGAGCTTGCTCCTTTA 
GGTTAACGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGACTGGGATAACTTCGGGAAACCG 
GAGCTAATACCGGATAACACCGAAAACCGCATGGTTTTCGGTTGAAAGGCGGCTTTTAGCTGTCACTGCA 
GGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACC 
TGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
CTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGTCTTCGGATCGTAAAGCT 
CTGTTGTCAGGGAAGAACAAGTGCCGTTCGAACAGGGCGGTACCTTGACGGTACCTGACGAGGAAGCCAC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAA 
GCGCGCGCAGGCGGCTCCTTAAGTCTGATGTGAAATCTCGCGGCTCAACCGCGAGCGGCCATTGGAAACT 
GGGGAACTTGAGTGCAGGAGAGGGGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGG 
AACACCAGTGGCGAAGGCGGCTCTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTATCCACCCTTTAG 
TGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGA 
CGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTG 
ACATCCCCTGACAACCCTAGAGATAGGGCGTTCCCCTTTCGGGGACAGGGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAG 
CATTCAGTTGGGCACTCTAAGGTGACTGCCGGCTAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGTGGTACAAAGGGCAGCGAAACCGCGAGGT 
GGAGCGAATCCCAAAAAACCACTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACC 
ACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGACAAA 
TGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGG 


>gi|219846922|ref|NR_026514.1| Brevibacillus thermoruber strain BT2 16S ribosomal RNA, partial sequence 
CTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATCTGTTTGAAGCTTGCTTCAGA 
CAGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCGCAAGACCGGGATAACATAGGGAAAC 
TTATGCTAATACCGGATAGGGCACCTTCTCGCATGAGAGGGTGCGGAAAGGTGGCGCAAGCTACCACTTG 
CGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCC TACCAAGGCGACGATGCGTAGCCGAC 
CTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAA 
TTTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGGATTGTAAAGT 
TCTGTTGTCAGGGACGAACAAGTACCGTTCGAACAGGGCGGTACCTTGACGGTACCTGACGAGAAAGCCC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAA 
AGCGCGCGCAGGCGGTCGGGTAAGTCTGATGTTAAAGCCCGGGGCTCAACCCCGGTACGCATTGGAAACT 
GCTCGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGG 
AACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTTTCAATACCCTCAG 
TGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTG 
ACATCCCGCTGACCCGCCTAGAGATAGGGCGTTCCCTTCGGGGCAGCGGTGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCAGC 
ATTCAGTTGGGCACTCTAGAGAGACTGCCGTCGACAAGACGGAGGAAGGCGGGGATGACGTCAAATCATC 
ATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGGGACGCAAGCCCGCGAGGGT 
AAGCCAATCTCTTAAAACCAGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCG 
CTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
CGAGAGTTTGCAACACCCGAAGTCGGTGAGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGA 
TTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGGC 


>gi|219846921|ref|NR_026513.1| Gluconacetobacter europaeus strain DES11 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCATGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGG 
GGTTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTGTCCATGGGTGGGGGATAACTTTGGGAAACTGA 
AGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCAGCGGGGACGATGATGAC 
GGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTG 
CTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTGACACAGTCAGATGTGAAATTCCTGGGCTTAAC 
CTGGGGGCTGCATTTGATACGTGGCGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGC 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATG 
TTGGGTGACTTTGTCATTCAGTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAG 
GTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GCAGAACCTTACCAGGGCTTGACATGCGGAGGCCGTGTCCAGAGATGGGCATTTCTCGCAAGAGACCTCC 
AGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGCCTTTAGTTGCCATCACGTCTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGA 
AGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGAC 
AGTGGGAAGCCAGGTAGCGATACCGAGCCGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAAC 
TCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCA 
GCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGG 
ATCACCTCCTTT 


>gi|219846920|ref|NR_026512.1| Methylosinus sporium strain NCIMB 11126 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCTGTAGCAATACAGAGTGGCAGACGGGTG 
AGTAACGCGTGGGAACGTGCCTTTCGGTTCGGAATAACTCAGGGAAACTTGAGCTAATACCGGATACGCC 
CTTCGGGGGAAAGATTTATTGCCGAAAGATCGGCCCGCGTCCGATTAGCTAGTTGGTGAGGTAATGGCTC 
ACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGT 
GATGAAGGCCCTAGGGTTGTAAAGCTCTTTCGCCAGGGACGATAATGACGGTACCTGGATAAGAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAA 
GCGCACGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCTTTGATACT 
GGAGGTCTAGAGTCCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGCCCGGAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGGCAGCTTGCTGTTCAGTG 
GCGCAGCTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTTTTGAC 
ATGTCTAGTATGGTCGACAGAGATGTCTTCCTTCCCGCAAGGGGCTAGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATC 
ATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGACGCGAAGGGGCGACCC 
TTAGCAAATCTCAAAAAACCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCG 
CTAGTAATCGCAGATCAGCACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTTGGCTTTACCCGAAGGCGTTTCGCTAACCGCAAGGAGGCAGACGACCACGGTAGGGTCAGCGA 
CTGGGGTG 


>gi|219846919|ref|NR_026511.1| Frigoribacterium faeni strain 801 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACTGGAGCTTGCTCCAGGGGATTAG 
TGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCGCTGGAAACGGCGTCTA 
ATACCGGATACGAGCTTCAGCCGCATGGCTAGGAGTTGGAAAGAATGTCGGTCAAGGATGGACTCGCGGC 
CTATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAT 
CTGGGGGCTCAACCCCCAGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAAC 
TGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTT 
GGGAACTAGATGTGGGGGCCATTCCACGGTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGTCCAGAGATGGTCGCCCCG 
CAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATAGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAAT 
GGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGN 
GGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACC 
CTTGTGGATGGAGCTGTCGAAGGTGGGATTGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACC 


>gi|219846918|ref|NR_026510.1| Halospirulina tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, 
partial sequence 
GATGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGATTCTTAGGAATCAGTGGCGGACGGGTG 
AGTAACACGTGAAAACCTGCCTCTAGGACGGGGATAACAGAGGGAAACTTCTGCTAATTCCCGATGAGCC 
CACGGGTAAAAGGATTTATCGCCTAGAGAGGGGTTCGCGTCCGATTAGCTAGTTGGTGGGGTAAAGGCTC 
ACCAAGGCTGCGATCGGTAGCTGTTCTGAGAGGAAGAACAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATACCGCGTGAGG 
GAAGAAGGTCCTTGGATCGTAAACCTCTTTTCTCAGGGAAGAAGTTCTGACGGTACCTGAGGAATAAGCC 
TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTA 
AAGCGTTCGCAGGTGGCTGTTCAAGTCTGCTGTCAAAGACCGGAGCTTAACTCCGGAAAGGCGGTGGAAA 
CTGAAGAGCTAGAGTGCGGTAGGGGTAGAGGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGA 
AGAACACCGGTGGCGAAAGCGCTCTACTAGGCCGCAACTGACACTCAGGGACGAAAGCTAGGGGAGCGAA 
TGGGATTAGATACCCCAGTAGTCCTAGCTGTAAACGATGGGTACTAGGCGTAGCTTGTATCGACCCGAGC 
TGTGCCGAAGCTAACGCGTTAAGTACCCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCT 
TGRCATCCGGCGAATTCTCTGGAAACAGAGAAGTGCCTACGGGAGCGCCGTGACAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCAG 
CATTAAGTTGGGCACTTTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCAG 
CATGCCCCTTACGTCCTGGGCAACACACGTACTACAATGGTCGAGACAAAGGGCAGCCAACTCGCAAGAG 
TGAGCGAATCTCAGCAAACTCGGCCTCAGTTCAGATCGCAGGCTGCAACTCGCCTGCGTGRAGGAGGAAT 
CGCTAGTAATCGCCGGTCAGCATACGGCGGTGAATTCGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGAAGCTGGCAACATCCGAAGTCGTTACTCCAACTCTTAGGAGAGGAGGGCGCCG 


>gi|219846917|ref|NR_026509.1| Lactobacillus fornicalis strain TV1018 16S ribosomal RNA, partial sequence 
TGGCGGCGTGCTTAATACATGCAAGTCGAGCGAGCTTGCCTATTGAAATTCTTCGGAATGGACATAGATA 
CGCTAGCGGCGGATGGGTGAGTAACGCGTGGGTAACCTGCCCTTAAGTCTGGGATACCATTTGGAAACAG 
ATGCTAATACCGGATAAAAGCTACTTTCGCATGAAAGAAGTTTAAAAGGCGGCGTAAGCTGTCGCTAAAG 
GATGGACCTGCGATGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGATGATGCATAGCCGAGTT 
GAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATC 
TTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTC 
TGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGC 
GAGCGCAGGCGGATTGATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAACTGCATCAGAAACTGT 
CAATCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAA 
CACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGG 
ATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTCCGCCTCTCAGTG 
CTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTCAC 
ATCCTTTGACCNACCTAAGAGATTAGGTTTTCCCTTCGGGGACAAAGAGACAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTAATAGTTGCCAGCAT 
TAAGTTGGGCACTCTATTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCAT 
GCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAGCGAACCTGTGAAGGCAA 
GCGGATCTCTTAAAGCTGTTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAGCTGGAATCGCT 
AGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
AGAGTTTGTAACACCCAAAGT 


>gi|219846916|ref|NR_026508.1| Modestobacter multiseptatus strain AA826 16S ribosomal RNA, partial 
sequence 
CTTAACACATGCAAGTCGAACGAGCGAGGCCCCATTCTTGGGTGGTGCCCTAGCGGCGAACGGGTGAGTA 
ACACGTGGGCAACCTGCCCTCAGCTTTGGGATAACTCCAAGAAATTGGTGCTAATACCGGATGTGACCGC 
TGACCGCATGGTCTGGTGGTGGAAAGATTCATCGGCTGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGT 
GGGGTCACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCG 
ACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGACGAAGCGAAAGTGACGGT 
ACCTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCC 
GGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCACGTCGGCTGTGAAATCCCGAGGCTCAACCTC 
GGGTCTGCAGTCGATACGGGCAAACTAGAGTGTTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAA 
TGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAACAACTGACGCTGAGGAGCGA 
AAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGG 
GGCCATTCCACGGTCTCCGTGTCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGATGCAACGCGA 
AGAACCTTACCTAGGCTTGACATGCACGGAAATCTCACAGAGATGTGAGGTCCTTTAAAGGGTCGTGCAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTGCAAACATGCTACAATGGCCGGTACAAAGG 
GCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGA 
CCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACGTCACGAAAGTCGGTAACGCCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGC 
CGTCGAAGGCGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGAT 
CACCTCCTTTCT 


>gi|219846915|ref|NR_026507.1| Marmoricola aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGG 


GGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAATCTGCCCTGCACTTTGGGATAACCACCGGAA 
ACGGTGGCTAATACCGGATATGACCTGGCGCGGCATCGCGTTGGGTGGAAAGTTCTGGCGGTGCAGGATG 
AGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGA 
GGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTC 
AGCGCAGACGAAGCGAAAGTGACGGTATGCGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTTGCGTCG 
GGAGTCAAAACTCAGGGCTTAACCCTGAGCCTGCTTCCGATACGGGCAGACTAGAGGTATGCAGGGGAGA 
ACGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCT 
GGGCATTACCTGACGCTGAGGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACAC 
CGTAAACGTTGGGCGCTAGGTGTGGGACTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGC 
ATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACATACACCAGAAGCCCCTGGAGAC 
AGGGGTCTCTTTGGACACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTCGTCTTATGTTGCCAGCACGTCATGGTGGGGACTCATAAGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGCCTAGGGCTTCAC 
GCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTC 
AGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGCAACACCCGAAGCC 
AGTGGCCCAACCGTTTACGGAGGGAGCTGTCGAAGGTGGGGCGAGCGATTGGGACNAAGTCGTAACAAGG 
TAGCCGTACCGGAAGGTGCGGCTGGAT 


>gi|219846914|ref|NR_026506.1| Acidovorax defluvii strain BSB411 16S ribosomal RNA, complete sequence 
AGAGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGT 
CTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACGG 
AGCGAAAGCTTTGCTAATACCGCATACGATCTACGGATGAAAGCAGGGGACCGCAAGGCCTTGCGCGGAC 
GGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTC 
TGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
TTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTG 
CTTTTGTACGGAACGAAAAGACTCCTTCTAATAAAGGGGGTCCATGACGGTACCGTAAGAATAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGTGCGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTG 
TATAGCTAGAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGA 
ACACCGATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTCACTTTCTCAGTAA 
CGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACA 
TGTACGGAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATT 
TAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATG 
GCCCTTATAGGTGGGGCTACACACGTCATACAATGGATGGTACAAAGGGTCGCCAACCCGCGAGGGGGAG 
CCAATCCCATAAAGCCATTCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTA 
GTAATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGG 
GAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219846913|ref|NR_026505.1| Dysgonomonas gadei strain 1145589 16S ribosomal RNA, partial sequence 
CAGGATGAACGCTAGCGATAGGCCTAACACATGCAAGTCGAGGGGCAGCATAGGGTAGCAATACTTTGAT 
GGCGACCGGCGCACGGGTGAGTAACGCGTATGCAACCTACCTATAACAGGGGAATAAGCCCGGAGAAATT 
CGGACTAATACCGCATAAAACAGGGGCTCCGCATGGTGATATTTGTTAAAGATTTATCGGTTATAGATGG 
GCATGCGTTCCATTAGCCAGTTGGTGAGGTAACGGCTCACCAAAGCAACGATGGATAGGGGTTCTGAGAG 
GTTTGTCCCCCACACTGGAACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGT 
CAATGGGCGAGAGCCTGAACCAGCCAAATCGCGTGAAGGAAGACTGCCTTATGGGTTGTAAACTTCTTTT 
ATACAGGAATAAAAAGATTACGTGTAACTTATTGCAAGTACAGTACGAATAAGCATCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCG 
GGAACTTAAGTCAGCGGTGAAATCTCGACGCTTAACGTCGAAACTGCCGTTGAAACTGGGTTTCTTGAGT 
ATAGATGAAGTAGGCGGAATTCGTTGTGTAGCGGTGACATGCTTAGATATAACGAGGAACTCCGATTGCG 
TAGGCAGCTTACTAAGCTATAACTGACGCTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGATTACTAGTTGTATGCGATATACCGTATGTGACTAAGCGAAAGCGA 
TAAGTAATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAAATGCAGAAGAATAAC 
GTTGAAAGATGTTAGCCAGCAATGGCAACTGTGTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAG 
GTGTCGGCTTAAGTGCCATAACGAGCGCAACCCACATTGTTAGTTACTAACAGGTCAAGCTGAGGACTCT 
AACAAGACTGCCGTCGTAAGATGCGAGGAAGGTGTGGATGACGTCAAATCAGCACGGCCCTTACGTCCGG 
GGCGACACACGTGTTACAATGGGTGGTACAAAGGGCAGCTACTTGGTGACAAGATGCTAATCTCCAAAGC 
CACTCCCAGTTCGGATTGGAGTCTGCAACTCGACTCCGTGAAGCTGGATTCGCTAGTAATCGCGCATCAG 
CCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTATC 
TGAAGTGCGTAACCGCAAGGAGCGTCCTANGGTAAAACCGGTGACTGGGGCTAAGTCGTAACAA 


>gi|219846912|ref|NR_026504.1| Orenia salinaria strain SG3902 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAGTTACCTTCGGGTAACGAGTAAAGCG 
GCGGACGGGTGAGTAACGCGTGGGTGATCTACCTTTAAGTTTGGAATAACTTCTCGAAAGAGGGGCTAAT 
ACCAAATAATCTCCTTTGGAGCAAAGATGGCTTTGCTATCGCTTAAAGATGAGCCTGCGTCCCATTAGCT 


AGTTGGTGAGATAACAGCTCACCAAGGCGACAATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGG 
GACTGAGATACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGA 
CGGAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTTAGGGAAGAACACTTCA 
GTTGTTAATATCAGCTGGAGCTGACGGTACCTTTGGAGGAAGCCCTGGCTAAMTACGTGCCAGCAGCCGC 
GGTAATACGTAGAGGGCTAGCGTTGTCCGGAATCATTGGGTGTAAAGGGTACGCAGGCGGTTTGGTCAGT 
CAAATGGTGAAATCCACCGGCTCAACCGGTGAACTGCCTTTGATACTGCCAAACTTGAGGATAAGAGAAG 
AAAACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAATACCAATGGCGAAAGCAGTTT 
TCTAACTTACTCCTGACGCTCAGGTACGAAAGCTAGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCT 
AGCCGTAAACGCTGGATACTAGGTGTTGGAGGTTCGACTCCTTCAGTGCCGTTAAGTTAACGCTTTAAGT 
ATCCCACCTGGGGATTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGG 
AGCATGTGGTTTAATTCGAAGCAACGCGGAGAACCTTACCAGAACTTGACATCCCTGTGACCATTCCTTA 
ATCGGAATTTTCTCTTCGGAGACATAGGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATTCTTAGTTGCCAGCACGTCATGGTGGGGACTCTAA 
GGAGACTGCCGCGGAAAAACGCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTTCTGG 
GCTACACACGTGCTACAATGGTCTATACAGTAGGTTGCTACATCGCGAGATGATGCTAATCTCTAAAGTA 
GATCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAGTCGCTAGTAATCGTGGATCAGA 
ATGCCAC 


>gi|219846911|ref|NR_026503.1| Thermus oshimai strain SPS-17 16S ribosomal RNA, partial sequence 
GGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGTGCGGGGTGGTTCGCCACCCAGCGGCGGACGGG 
TGAGTAACGCGTGGGTGACCTGCCCGGAAGTGGGGGACAACCCGGGGAAACCCGGGCTAATCCCCCATGT 
GGTCCCGGCCCCTGGGCCGTGAC TAAAGGCCAAAAGCCGCTTCCGGATGGGCCCGCGTCCCATCAGCTAG 
TTGGTGGGGTAACGGCCCACCAAGGCAACGACGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAGGGGCA 
CTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGGCGAAAGCCTGACG 
GAGCGACGCCGCTTGCGGGACGAAGCCCCTCGGGGTGTAAACCGCTGAACCTGGGACGAAAACCCCCACA 
AGGGGACTGACGGTACCAGGGTAATAGCGCCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGC 
GCAAGCGTTACCCGGATTCACTGGGCGTAAAGGGCGTGTAGGCGGCCCGGGGCGTCCGGCGTTAAAGCCC 
ACGGCTCAACCGTGGAACCGCGCCGGATACGCCCGGGCTAGACGGCGGGAGAGGGTGGTGGAATTCCCGG 
AGTAGCGGTGAAATGCGCAGATACCGGGAGGAACGCCAATGGCGAAGGCAGCCACCTGGCCCGCCCGTGA 
CGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGTTGCG 
CGCTAGGTCTCTGGGTCCTCTGGGGGCCGAAGCTAACGCGTTAAGCGCGCCGCCTGGGGAGTACGGCCGC 
AAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGAAGAACCTTACCAGGCCTTGACATGCTGGGGAACCCGGGTGAAAACCCGGGGTGCCCGCAAGGGAA 
CCCCAGCACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCCGCCCTTAGTTGCCAGCGGGCAAGCCGGGCACTCTAAGGGGACTGCCGGCGAAAGCCGGAG 
GAAGGCGGGGACGACGTCTGGTCATCATGGCCCTTACGGCCTGGGCGACACACGTGCTACAATGCCCGCC 
ACAAAGCGACGCAACCCGGCAACGGGAAGCCAATCGCAAAAAAGCGGGCCCAGTTCGGATTGGGGTCTGC 
AACCCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCACGCCGCGGTGAATACGTTCCCGG 
GTCTTGTACACACCGCCCGTCACGCCATGGGAGCGGGCTCTACCCGAAGTCGCCCACCCCTACAGGGAGG 
CGCCCAGGGTAGGGCTCGTGACTGGGGCGAAGTCGTAACAAGGTAGCTGTACCGGAAGGTGC 


>gi|219846910|ref|NR_026502.1| Thermus antranikianii strain HN3-7 16S ribosomal RNA, partial sequence 
GGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGAGCGGGGTAGGTTTATGCCTACCCAGCGGCGGA 
CGGGTGAGTAACGCGTGGGTGACCTACCCGGAAGAGGTGGACAACCTGGGGAAACCCAGGCTAATCCGCC 
ATGTGGTCCTATCCTGTGGGGTAGGACTAAAGGGGTGGATAGCCCCGCTTCCGGATGGGCCCGCGTCCCA 
TCAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGACGGGTAGCCGGTCTGAGAGGACGGCCGGCCA 
CAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGGCGGAA 
GCCTGACGGAGCGACGCCGCTTGGAGGAGGAAGCCCTTCGGGGTGTAAACTCCTGAACTGGGGACGAAAG 
CCCCGGATAGGGGGATGACGGTACCCAGGTAATAGCGCCGGCCAACTCCGTGCCAGCAGCCGCGGTAATA 
CGGAGGGCGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCTTGGGGCGTCCCATGT 
GAAAGACCACGGCTCAACCGTGGGGGAGCGTGGGATACGCTCAAGCTAGAGGGTGGGAGAGGGTGGTGGA 
ATTCCCGGAGTAGCGGTGAAATGCGCAGATACCGGGAGGAACGCCGATGGCGAAGGCAGCCACCTGGTCC 
ACTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAA 
ACGATGCGCGCTAGGTCTCTGGGTTTTAGTCTGGGGGCCGAAGCTAACGCGTTAAGCGCGCCGCCTGGGG 
AGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCTAGGGAACCTGGGTGAAAGCCTGGGGTGC 
CCGCGAGGGAGCCCTAGCACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGGATAGGCCGGGCACTCTAAGGGGACTGCCCG 
CGAAAGCGGGAGGAAGGCGGGGACGACGTCTGGTCAGCATGGCCCTTAAGGCCTGGGCGACACACGTGCT 
ACAATGCCCACTACAAAGCGATGCGACCCAGCAATGGGGAGCGAATCGCAAAAAGGTGGGCGTAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGCGGGTTCTACCCGAAGTCGCCGGGA 
GCCTGAGGGCAGGCGCCGAGGGTAGGGCCCGTGACTGGGGCGAAGTCGTAACAAGGTAGCTGTACCGGAA 
GGTGC 


>gi|219846909|ref|NR_026501.1| Thermus igniterrae strain RF-4 16S ribosomal RNA, partial sequence 
GGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGNGCGGGCCGTGGGGTTTCTCACGGTCAGCGGCG 
GACGGGTGAGTAACGCGTGGGTGACCTACCCGGAAGAGGGGGACAACCTGGGGAAACCTAGGCTAATCCC 
CCATGTGGACACGTCCTGTGGGGCGTGTTTAAAGGGTGACGAGCCCGCTTCCGGATGGGCCCGCGTCCCA 
TCAGCTAGTTGGTGGGGTAAGAGCCCACCAAGGCGACGACGGGTAGCCGGTCTGAGAGGACGGCCGGCCA 
CAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGACGGAA 
GTCTGACGGAGCGACGCCGCTTGGAGGAGGAAGCCCTTCGGGGTGTAAACTCCTGAACTGGGGACGAAAG 
CCCTGATGAGGGGGATGACGGTACCCAGGTAATAGCGCCGGCCAACTCCGTGCCAGCAGCCGCGGTAATA 


CGGAGGGNGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGTCTGGGGCGTCCCATGT 
GAAAGACCACGGCTCAACCGTGGGGGAGCGTGGGATACGCTCAGGCTAGACGGCGGGAGGGGGTGGTGGA 
ATTCCCGGAGTAGCGGTGAAATGCGCAGATACCGGGAGGAACGCCGATGGCGAAGGCAGCCACCTGGCTC 
GTTCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAA 
ACGATGCGCGCTAGGTCTCTGGGGTTTCTGGGGGCCGAAGCCAACGCGTTAAGCGCGCCGCCTGGGGAGT 
ACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCTAGGGAACCTGGGTGAAAGCCTGGGGTGCCCG 
CGAGGGAGCCCTAGCACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCCTGCCGTTAGTTGCCAGCGGGTGAGGCCGGGCACTCTAACGGGACTGCCTGCGA 
AAGCAGGAGGAAGGCGGGGACGACGTCTGGTCATCATGGCCCTTACGGCCTGGGCGACACACGTGCTACA 
ATGCCCACTACAGAGCGCTGCGACCCGGTGACGGGGAGCGAATCGCGGAAAGGTGGGCGTAGTTCGGATT 
GGGGTCTGCAACCCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGCGGGTTCTACCCGAAGTCGCCGGGAGCC 
TTAGGGCAGGCGCCGAGGGTAGGGCTCGTGACTGGGGCGAAGTCGTAACAAGGTAGCTGTACCGGAAGGT 
Gc 


>gi|219846908|ref|NR_026500.1| Gordonia polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTGCTTGCAGG 
GTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCTGACTTTGGGATAAGCCTGGGAAA 
CTGGGTCTAATACCGGATATGACCAAGGATTGCATGGTTCTTGGTGGAAAGCTTTTGCGGTTGGGGATGG 
GCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCA 
GCAGGGACGAAGCGCGAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGT 
CTGTGAAATTCTGCAGCTTAACTGCAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGGGTACTAGGTGTGGGTTCCATTTCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGCCAGCAGAGATG 
TTGGTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACAC 
ATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCTAACCCCTTGTTGGAGGGAACTGTNNAAGGTGGGATCGGCGATTGGGACGAA 


>gi|219846907|ref|NR_026499.1| Enterococcus raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 
GCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCCTTTTCTTTCACCGGAGCTTGCTCCACCGAAAGAA 
AAGGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAAGGGGATAACACTTGGAAACAG 
GTGCTAATACCGTATAACAATAGAAACCGCATGGTTTCTATTTGAAAGGCGCTTTTGCGTCACTGATGGA 
TGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCATAGCCGACCTGA 
GAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTT 
CGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTG 
TTGTTAGAGAAGAACAAGGATGAGAGTAGAATGTTCATCCCTTGACGGTATCTAACCAGAAAGCCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCG 
AGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGG 
AAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAAC 
ACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGC 
TGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACA 
TCCTTTGACCACTCTAGAGATAGAGCTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTT 
AGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTCGCGAAGTCGCGAGGCTAAGC 
TAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 
AGTTTGTAACACCCGAAGTCGGTGA 


>gi|219846906|ref|NR_026498.1| Phenylobacterium immobile strain E 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCCTAATACATGCAAGTCGAGCGCACCTTCGGGTGA 
GCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTTGGTACGGAACAACTGAGGGAAACTTCAGCTA 
ATACCGTATGTGCCCTTCGGGGGAAAGATTTATCGCCATTGGAGCGGCCCGCGTTGGATTAGCTAGTTGG 
TGGGGTAATGGCCCACTAAGGCTACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGC 
CATGCCGCGTGTATGATGAAGGTCTTAGGATTGTAAAATACTTTCACCGGGGAAGATAATGACGGTACCC 
GGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAA 
TTACTGGGCGTAAAGGGCGCGTAGGCGGACAGCTTAGTCAGAGGTGAAAGCCCAGGGCTCAACCTTGGAA 
CTGCCTTTGATACTGGCTGTCTTGAGTTCGGGAGAGGTGAGTGGAATGCCGAGTGTAGAGGTGAAATTCG 
TAGATATTCGGCGGAACACCAGTGGCGAAGGCGACTCACTGGCCCGATACTGACGCTGAGGCGCGAAAGC 


GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGTTGTCGGCATG 
CATGCATGTCGGTGACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCT 
TACCACCTTTTGACATGCCCTGATCGCCGGAGAGATCCGGTTTTCCCTTCGGGGACAGGGACACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGCCAT 
TAGTTGCCATCATTTAGTTGGGCACTCTAATGGTACTGCCGAGGTTAACTCGGAGGAAGGTGTGGATGAC 
GTCAAGTCCTCATGGCCTTACGGGGTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGTTGCAACC 
CTGCGAAGGTGAGCTAATCCCTAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAG 
TCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTTGGTTTTACCCGAAGGCGATGCGCTAACCGCAAGGAGGCAGTGACCACGGTAGG 
GTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACATGCGGTTGGATCACCTCCTT 


>gi|219846905|ref|NR_026497.1| Desulfonispora thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial 
sequence 
CGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGACTTTTAGTCTTTAGTTTACTAAATACTAAAAGT 
TAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCCATAAGTTGGGGATAACTCCGGGAAACCGGTG 
CTAATACCGAATAAGCTTAATTTACCGCATGGTAGATTAAGTAAAGATGGCCTCTTTACAATGCTATCGC 
TTATGGATGGACCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCC 
GGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAA 
AACTCTGTCCTAATGGAAGAAAGGCTATGGTGCAAATAGTGCCATAGATTGACGGTACATTGGGAGGAAG 
CCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCG 
TAAAGAGCGTGTAGGCGGATTTTTAAGTCAGGTGTGAAAACTTTGGGCTTAACCCAGAGACTGCATCTGA 
TACTGGAAGTCTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTTAGCGGTGAAATGCGTTAGATTAG 
GAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGACTCGAAAGCGTGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTTGGGGGGTCAAAGCCTC 
AGTGCCGCAGTTAACACATTAAGTACCCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATT 
GACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGACT 
TGACATCCCTTTGACCGCTCTTTAATCGGAGCTTTCCTTCGGGACAAAGGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACTTCTAGTTGCCAT 
CATTAAGTTGGGCACTCTAGAGGGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGACAGTACAAAGGGCAGCAAAGCCGCGAGGC 
CAAGCAAATCCCAAAAAGCTGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATC 
GCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACC 
ACGAAAGTTGGTAACACCCGAAGCCGGTGATCTAACCTTAGGGAAGAAGCCGTCGAAGGTGGGATCAATG 
ATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAA 


>gi|219846904|ref|NR_026496.1| Anaerobacter polyendosporus strain PS-1 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGGAATTTCCTTCGGGAAA 
TTCCTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGGATAGCCCTCCGAAAGG 
AGGATTAATACCGCATAATGTTGTTGAATCGCATGATTCGATAACCAAAGGAGCAATCCGCTATGAGATG 
GACCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTGTC 
TTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATACTTAAGTGGGATGT 
GAAATACCCGGGCTCAACTCGGGTGCTGCATTCCAAACTGGGTGTCTAGAGTGCAGGAGAGGAAAGTGGA 
ATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACT 
GTAACAGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGGGTACTAGGTGTAGGAGGGTCCAACCTTCTGTGCCGCCGTTAACACAATAAGTACCCCGCCTGG 
GGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCTTAANCGGGGAAGTC 
CGTCCCTTTGGGACAAACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCAAGACTG 
CCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACAC 
GTGCTACAATGGCGAGTACAAAGAGACGCAAGACCGTGAGGTGGAGCAAATCTCAAAAACTCGTCCCAGT 
TCGGATTGTAGGCTGAAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCGAAGTCCGTG 
AGCTAACCCGTAAGGGGGCAGCGGCCGAAGGTAGGGTCAGCGATTGGGGTGAAGTC 


>gi|219846903|ref|NR_026495.1| Clostridium cocleatum strain 150 16S ribosomal RNA, partial sequence 
CTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGGGCACTTGTGCCCGAGTGGCGA 
ACGGGTGAGTAATACATAAGTAACCTGGCCTTTACAGGGGGATAACTGCTGGAAACGGTAGCTAAGACCG 
CATAGGTAGGGACACTGCATGGTGACCGTATTAAAAGTGCTGCAAGGCACTGGTAGAGGATGGACTTATG 
GCGCATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGG 
GGGAACCCTGACCGAGCAACGCCGCGTGAAGGAAGAAGGAATTCGTTCTGTAAACTTCTGTTATAAAGGA 
AGAAAGGCGGATGGAGGAAATGACATCCGAGTGACGGTACTTTATGAGAAAGCCACGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGGGAGCAGGCGG 
CAGCAAAGGTCTGTGGTGAAAGACTGAAGCTTAACTTCAGTAAGCCATAGAAACCAGGCAGCTAGAGTGC 
AGGAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAA 
GGCGACGATCTGGCCTGTAACTGACGCTCAGTCCCGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTA 


GTAGTCCACGCCGTAAACGATGAGTACTAAGTGTTGGAAGTCAAATTTCAGTGCTGCAGTTAACGCAGTA 
AGTACTCCGCCTGAGTAGTAGCTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATACTCATAAAGGATCC 
AGAGATGGATAGATAGTTATATGAGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTACCATCATTAAGTTGGGGACTCTAGCGAGA 
CTGCCAGTGACAAGCTGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACA 
CACGTGCTACAATGGATGGTGCAGAGGGAAGCGAAGCCGCGAGGCGAAGCAAAACCCATAAAACCATTCT 
CAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCATGTC 
GCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGATAACACCCGAAGCC 
GGTGGCCTAACCGAAAGGAAGGAGCTGTCTAAGGTGGGATTGATGATTGGGGTGAAGTCGTAACAAGGTA 
TCCCTACGGGAACGTGGGG 


>gi|219846901|ref|NR_026493.1| Clostridium indolis strain 7 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAAGCGATTTAAATGAAGTT 
TTCGGATGGAATTTAAATTGACTGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGG 
GGGATAACAGTTGGAAACGACTGCTAATACCGCATAAGCACACAGTGCCGCATGGTACGGTGTGAAAAAC 
TCCGGTGGTATGAGATGGACCCGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCGACGAT 
CAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTGTTTCG 
GCATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGG 
CGATGCAAGTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGTTGCTGGAGTG 
CAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA 
AGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGGAGCAAAGCTCTTCGGTGCCGCCGCTAACGC 
AATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCGGAATGACCG 
GTCCGTAACGGGGCCTTCCCTTCGGGGCATTCCAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAAGTCAAGTTGGGCAC 
TCTGGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGAT 
TTGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCAAAGGAGTGATCTGGAGCAAACCCCAAA 
AATAACGTCTCACTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGGA 
TCAGAATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAAC 
GCCCGAAGTCAGTGACCCAACCGCAAGGAGGGAGC TGCCGAAGGCGGGACTGATAACTGGGGTGAAGTCG 
TAACAAGGTAGCCGTATC 


>gi|219846900|ref|NR_026492.1| Clostridium cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGGAGAATCTGGTGCTTGCACCAG 
AGGATCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTAAGGAGGGGAATAACAGGCCGAAA 
GGTCTGCTAATACCGCATAAGACCTTAGCTTCGCATGGAGCATAGGTTAAAGATTTATCGCCTTAGGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTTGTAAAGCTCTGTC 
TTCGCTGAAGATAATGACGGTAAGCGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGTGCGTAGGTGGTTTTTTAAGTGGGATGT 
GAAATCCCTGGGCTCAACCCAGGAACTGCATTCCAAACTGGAAAACTAGAGTGCAGGAGAGGAAAGTGGA 
ATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACT 
GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGAGCACTAGGTGTAGGGGAGACCATCCTCTGTGCCGCAGTTAACACATTAAGTGCTCCGCCTGGG 
AAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCAGGACTTGACATCCTTAGAATCCTGCAGAGATGCGGGAGTGC 
CCTTCGGGGAACTAAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCAGCATTTCGGATGGGCACTCTAGCGAGACTGCCGAG 
GTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGCTACACACGTGCT 
ACAATGGCTGGTACAGTGAGATGCAAGACCGCGAGGTGGAGCAAATCTACAAAACCAGTCCCAGTTCGGA 
TTGTAGGCTGCAACTCGCCTACATGAAGCCGGAGTTACTAGTAATCGCAGATCAGAATGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGT TGGCAACACCCGAAGCCTGTGAGCTA 
ACCGTAAGGAGGCAGCAGTCGAAGGTGGGGTCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGA 
GAACCTGCG 


>gi|219846899|ref|NR_026491.1| Clostridium disporicum strain DS1 16S ribosomal RNA, partial sequence 
GCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGTTGATTCTCTTCGGAGATGAA 
GCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTCATAGAGGGGAATAGCCTCCCGAAAGGGA 
GATTAATACCGCATAAGATTGTAGCTTCGCATGAAGTAGCAATTAAAGGAGCAATCCGCTATGAGATGGG 
CCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGG 
GTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTCTT 
CAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGTGAGATGTGA 
AATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGGAAT 
TCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT 
AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGG 


GAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCGTAACTGGGGAAGCCA 
CTTCGGTGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTT 
AACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACA 
ATGGCAAGTACAAAGAGAAGCAAGACCGCGAGGTGGAGCAAAACTCAAAAACTTGTCTCAGTTCGGATTG 
TAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAACGTACGTGATCTAACC 
CGCAAGGGAGGAAGCGTCCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAG 
AA 


>gi|219846898|ref|NR_026490.1| Clostridium sartagoforme strain DSM 1292 16S ribosomal RNA, partial 
sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGGAGATTCCCTTCGGGGATGA 
ACCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTATAGAGGGGAATAGCCTTCCGAAAGGA 
AGATTAATACCGCATAACATTACATTTTCGCATGAAGAAGTAATTAAAGGAGTAATCCGCTATAAGATGG 
GCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAGCTCTGTCT 
TCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGAGATGTG 
AAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGTGGAA 
TTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTG 
TAACTGACGCTGAGGC TCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCAAACGCATTAAGTATTCCGCCTGG 
GGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCTTAATCGAGGAAGTC 
CCTTCGGGGACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCAAGACTGCCCGGGT 
TAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTAC 
AATGGCAAGTACAAAAAGATGCAATACCGCAAGGTGGAGCTAAACTTAAAAACTTGTCTCAGTTCGGATT 
GTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAAC 
CCGTAAGGGAGGCAGCGACCTAAGGTAGGGTCAGCGAATGGGGTGAAGTCGTAACAAGGTAGCCGTAGGA 


>gi|219846897|ref|NR_026489.1| Vagococcus fluvialis strain M-29c 16S ribosomal RNA, partial sequence 
ACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTTGATTTTCACCGGAGCTTGCTCCACCG 
AAAATCAAAGAGTGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCAACAGAGGGGGATAACACTTGG 
AAACAGGTGCTAATACCGCATAATTTGTTTTCCCGCATGGGAGAATAATAAAAGACGCTTCGGTGTCACT 
GTTGGATGGGCCCGCGCTGCATTAGTTAGTTGGTGGGGTAATGGCCTACCAAGACCGTGATGCATAGCCG 
ACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGG 
AATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAA 
ACTCTGTTGTTAGAGAAGAACAAGTGGGAGAGTAACTGTTCCCACCTTGACGGTATCTAACCAGAAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA 
AAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCTCGGCTCAACCGAGGAAGGTCATTGGAAA 
CTGGGGAACTTGAATGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGA 
GGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAATTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTC 
AGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCT 
TGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAT 
CATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAATGAGTCGCGAGACCGCGAGGT 
TTAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATC 
GCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGAGAGTTTGTAACACCCAAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATAGAT 


>gi|219846896|ref|NR_026488.1| Gordonia alkanivorans strain HKI 0136 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGG 
GTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGAACTTTGGGATAAGCCTGGGAAA 
CTGGGTCTAATACCGGATATGACCTTGGAGTGCATGCTCTGGGGTGGAAAGCTTTTGCGGTTCAGGATGG 
GCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCA 
CCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGT 
CTGTGAAATTCTGCAACTCAATTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGTAGTAACTGACTCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGGGTACTAGGTGTGGGGCTCATTTCACGAGTTCCGTGCCGTAGCTAACGCATTAAGTACCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGCATGTAGAGATA 


CATGTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACAC 
ATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGT 
AACCGTACCGGAAGGTGCGG 


>gi|219846895|ref|NR_026487.1| Facklamia languida strain 1144-97 16S ribosomal RNA, partial sequence 
GGCGGCGTGCCTAATACATGCAAGTCGAACGAACAGCGACTTGAACTTGTTCAAGTCAATGTTAGTGGCG 
CACGGGTGAGTAACACGTGGAGAACCTACCCTTAAGCGGGGGATAACCATTGGAAACGATGACTAATACC 
GCATAGAATCACAGATCNCATGATCAATGAAGGAAAGACGGCTTCGGCTGTCNCTTAAGGATGGCTCCGC 
GGTGCATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCAATGATGCATAGCCGACCTGAGAGGGTGAT 
CGGCCACATTGGGACTGAGACACGGCCCAAACTCNTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGG 
ACGCAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTCTTCGGATCGTAAAGCACTGTTGTTAGAG 
AAGAACGACCGGTAGAGTAACTGTTACCGGAGTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCG 
GTGACTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGTCACTTGAGT 
ACAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCG 
AAAGCGGCTTTCTGGTCTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTTCAGTGCTGGAGTTAAC 
GCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATAGGATGCAT 
AACCTAGAGATAGGTGAAGTCCTTCGGGACATCCATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCACTAGTTGCCAGCATTAAGTTGGGGACT 
CTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACC 
TGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGAACTCGCAAGGGCAAGCGAATCTCTTAA 
AGCCATTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAACATGAAGCCGGAATCGCTAGTAATCGCGGAT 
CAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACA 
CCCGAAGCCGGTGGCCTAACTTAGGAGGGAGCCGTCGAAGGTGGGATAGATGATTGGGGTGAAGTCGTAA 
CAA 


>gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae strain lacT 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGTGGCGTGCTTAACACATGCAAGTCGTGCGAGAACGGTTTCTTCGGAGACTTAGTAGAG 
CGGCGCACGGGTGAGTAACGCGTGGATAATCTACCTTGAAGACTGGGATAACAGCTGGAAACGACTGCTA 
ATACCGGATACGTTTCATATTTAACTTTATGAGAGAAAGAGGGCCTCTGNTTACAAGCTTTCACTTCGAG 
ATGAGTCCGCGTTTCATTAGGTAGTTGGTAGGGTAACGGCCTACCAAGCCGACGATGAATAGCTGGTCTG 
AGAGGATGACCAGCCACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCGCAATGGGGGAAACCCTGACGCAGCGACGCCATGTGAGGGATGAAGGCTTTCGGGTCGTAAACCTCT 
GTCAGGAGGGAAGAAACTGTTTGGACTTAATACGTCCTTTCACTGACGGTACCTCCAGAGGAAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGC 
GCGCGTAGGCGGCCTTATAAGTCAGGTGTGAAAGCCCTCGGCTCAACCGGGGAATTGCACTTGATACTGT 
AAAGCTTGAGTATCGGAGAGGATGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAA 
CACCAGTGGCGAAGGCGGCCATCTGGACGATAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGATGTCGGGAGCTAACCCTTTCGGTGTC 
GAAGTTAACGCGATAAGCATCCCGCCTGGGGAGTACGGTCGACCGGCTGAAACTCAAAGGAATTGACGGG 
GCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGACTTGACATC 
CTGCGAATCCTCTAGAAATAGAGGAGTGCCCTTCGGGGAATGCAGTGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGCTAGTTGCCATCACAT 
AATGGTGGGCACTCTAGTGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATCAT 
GCCCTTACGTCCAGGGCTACACACGTACTACAATGGTGGATACAAAGGGTTGCCAAGCCGCGAGGCCGCG 
CCAATCCCAAAAAGTCCATCCCAGTCCGGATCGCAGTCTGCAACTCGACTGTGTGAAGTTGGAATCGCTA 
GTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGA 
AAGCTGGTTCTACCCGAAATCGACGGACTAACCCCTTGTGGGAGGTAGTCGCCTACGGTAGGGCTGGTGA 
TTGGGGT 


>gi|219846892|ref|NR_026484.1| Rarobacter faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
GCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGGAGAGCTTGCTCTTTGGATTAGTGGCGAACGGGT 
GAGTAACACGTGAGCAACCTGCCTTCCACTTCGGGATAACATTCGGAAACGGGTGCTAATACCGGATATG 
ACCTTGGGACACATGTTTTGGGGTGGAAAGTTTTTCGGTGGAAGATGGGCTCGCGGCCTATCAGCTTGTT 
GGTGGGGTAATGGCCTACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCA 
GCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAGAGTGAC 
GGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGCTCGTANGTGGTTTGTCGCGTCTGGTGTGAAAATCCACGGCTCAAC 
CGTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTG 
GAATGCGCAGATATCACGAGGAACACCGATGGCGAAGGCATGTCTCTGGGCCGCAACTGACGCTGAGGAG 
CGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGT 
GGGGCTCTTTCCACGAGTTCTGCGCCGTAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACG 
CGAAGAACCTTACCAAGGCTTGACATACACCGGAATCGGCTAGAGATAGTCGCGTCTTCGGACTGGTGTA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 


TTGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAG 
GGTTGCGATACTGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCG 
ACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGAG 
CCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCG 


>gi|219846891|ref|NR_026483.1| Ornithinicoccus hortensis strain HKI 0125 16S ribosomal RNA, partial 
sequence 
TCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACCTCGGAGCTTGCTCCGGGTG 
ATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTTTCTCTGGGATAACTCCGGGAAACCGG 
TGCTAATACTGGATACGACCCGAGCGGGCATCCGCATCGGGTGGAAAGTTTTTCGGTAAGGGATGGACTC 
GCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAG 
GGAAGAAGCTTTTGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGT 
GAAAACTCGGGGCTTAACCCCGAGCCTGCAGTGGGTACGGGCAGACTAGAGTATGGTAGGGGAGACTGGA 
ATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCC 
ATAACTGACGCTGAGAAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAA 
ACGTTGGGCGCTAGGTGTGGGACTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCG 
GATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACACCCAGAGATGGGTG 
CCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCT 
ACAATGGCCAGTACAAAGGGCTGCGAAACCGCGAGGTGGAGCGAATCCCAAAAAACTGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAACTCGGTAACACCCGAAGCCGGTGGCC 
CAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTA 
CCGGAAGGTGCGGCTGGATCAC 


>gi|219846890|ref|NR_026482.1| Facklamia tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCATAATACATGCAAGTCGAACGCACTGACGGAGAACTTGTTCTCTTGACGT 
GAGTGGCGCACGGGTGAGTAACACGTGGGAAACCTACCCTTCAGCGGGGGATAACCATCGGAAACGATGA 
CTAATACCGCATAGACGACAGAACCGCCTGGTTCAATCGGGAAAGACGGCTTCGGCTGTCACTGAAGGAT 
GGTCCCGCGCTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGATGATGCATAGCCGACCTGAG 
AGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTTTTCGGATCGTAAAGCACTGT 
TATTAGAGAAGAACAGCCGATAGAGTAACTGTTATCGGTTTGACGGTATCTAACCAGAAAGTGACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCACAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAG 
CGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACGGCATTGGAAACTGGCAA 
ACTTGAGTATAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACAC 
CAGTGGCGAAGGCGACTTTCTGGTCTATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGTTAAGTGTTGGGGGGCTTCCACCCCTCAGTGCTG 
GCGTTAACGCAATAAACACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
TCTTGCATAGCCTAGAGATAGGTGAAACCCTTCGGGGCAAGAAGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCATTAGTTGCCAGCATTCAGT 
TGGGGACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAGCGAGCAGCGACCCCGCGAGGGCAAGCGAA 
TCTCTCAAAGCCATTCTCAGTTCGGATCGTTCTCTGCAACTCGAGAGCGTGAAGCCGGAATCGCTAGTAA 
TCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGT 
TTGTAACACCCGAAGCCGGTGGCCTAACCTTTATGGAGGGAGCCGTCGAAGGTGGGATAGATGATTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219846889|ref|NR_026481.1| Eremococcus coleocola strain M1832/95/2 16S ribosomal RNA, partial 
sequence 
TGGCGGCGTGCNTAATACATGCAAGTCGAACGCACTGACGGAGAACTTGTTCTCTTAACGTGAGTGGCGG 
ACGGGTGAGTAACACGTGGGAAACCTACCCTTGAGCGGGGGATAACGGTCGGAAACGATCGCTAATACCG 
CATAACAGCAATCATCGCCTGATGGTTGATTGAAAGATGGCTCTGCTATCACTCAAGGATGGGCCCGCGG 
TGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCCATGATGCATAGCCGACCTGAGAGGGTAATCG 
GCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGAC 
GCAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTTTTCGGATCGTAAAGCACTGTTATTAGCCAA 
GAACACCCCTAGTAGTAACTGGCTAGGGATTGACGGTAACTAATCAGAAAGCCACGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGT 
GACTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGGTCACTTGAGTAC 
AGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAA 
GGCGGCTTTCTGGTCTGATACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTTCAGTGCTGGCGTTAACGC 
AATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTATGACCAC 
TCTAGAGATAGAGTTTCTCTTCGGAGCATAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 


GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATAACTAGTTGCCAGCATTCAGATGGGGACTCTA 
GTTAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGG 
GCTACACACGTGCTACAATGGACGATACAACGAGCAGCAAACTCGCGAGGGTAAGCGAATCTCTTAAAGT 
CGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGTGGATCAG 
CACGCCACGGTGAATCCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGA 


>gi|219846888|ref|NR_026480.1| Desulfovibrio sulfodismutans strain ThAcOl 16S ribosomal RNA, partial 


sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGTGCGAGAAAGGGGGCTTCGGTCCCTGAGTAGAGCGGCGCACG 
GGTGAGTAACGCGTGGGTGATCTACCCGGAAGTCTGGGATAACGGTGGGAAACTGCCGCTAATACCGGTT 
ACGCTTCCAATTCAGAATTGGAGGGAAAGACGGCCTCTGCTTGCAAGCTGTCGCTTTCGGATGAGCCCGC 
GTCCCATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCAACGATGGGTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGG 
GGGAAACCCTGACGCAGCGACGCCGTGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCTCTGTCGGGAGGG 
AAGAACCGCCAGGTTTCGAACAGAGACCTGGCCTGACGGTACCTCTAGAGGAAGCGCCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGCGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGC 
GGCGAGATAAGTCGGGCGTGAAAGCCCTCGGCCCAACCGAGGAATTGCGTTCGATACTGTTTGGCTTGAG 
TCCTGGAGAGGGTGGCGGAATTCCGGGTGTAGGAGTGAAATCCGTAGATATCCGGAGGAACACCGGTGGC 
GAAGGCGGCCACCTGGACAGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGGGCGACCTTCGGTGCCGAAGTTAACGCA 
TTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACATCCCTCGAACCCT 
CCTGAAAGGGAGGGGTGCCCTTCGGGGAGCGGGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCG 
TGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGAGTAATGTCGGGCA 
CTCTAGGGAGACCGCCTCGGTCAACGGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGC 
CTAGGGCTACACACGTACTACAATGGCGGATACAAAGGGTAGCGAAGCCGCAAGGTGAAGCCAATCTAAA 
AAATCCGTCCCAGTCCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAATCGCTAGTAATCGGAGA 
TCAGCATGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGTTCT 
ACCCAAAACCGCCAGGCTAACCTTCGGGAGGCAGGCGTCTACGGTAGGGCTGATGATTGGGGTGAAGTCG 
TAACAAGGT 


>gi|219846887|ref|NR_026479.1| Malonomonas rubra strain GraMall 16S ribosomal RNA, complete sequence 


AGAGTTTGATNNTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAGGAAGGAA 
TCTTCGGATTCCTGAGTAGAGTGGCGCACGGGTGAGTAACACGTGGATAACCTGCCCTATGATCTGGGAT 
AACATTTCGAAAGAGATGCTAATACCGGATAAGCCTACACAATCTTCGGAGCGAGTAGGAAAAGATTTAT 
CGTCATAGGATGGGTCCGCGGTCCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCCACGATGGATA 
GCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGCCTTTGGGTCG 
TAAACTTCTGTCAGTGGGGAAGAAATGCCAGTAATGGTGATGACGGTACCCGCAAAGGAAGCACCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCA 
TGTAGGCGGACTGTTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGATACTGGCAG 
TCTTGAGTATGGGAGAGGAAAGTGGAATTCCGAGTGTAGGAGTGAAATCCGTAGATATTCGGAGGAACAC 
CAGTGGCGAAGGCGGCTTTCTGGACCAATACTGACGCTGAGATGCGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGCGGGTAACCACTCCTGCAGTGCCG 
CAGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGACATC 
CCGATCGTACATTATGGAAACATAGTGGTCAGTTCGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATT 
TAGTTGGGCACTCTAGGGAGACTGCCGGTGTTAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATG 
GCCCTTATATCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGATACCGCGAGGTGGAG 
CTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTA 
GTAATCGCGTATCAGCATGACGCGGTGAATACGGGCCCGGGCCTTGTACACACCGCCCGTCACACCACGG 
GAGTCTATTGTACCGGAAACCGGTGGGCCAACCTTCGGGAGGCAGCCGTTTATGGTATGATCGGTAACTG 
GGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGGATGGATCACCTCCTT 


>gi|219846886|ref|NR_026478.1| Formivibrio citricus strain CreCitl 16S 
TGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGCGGACTTCGGTCTGG 
CGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCTATTAGTGGGGGATAACGCTTCGAAAGGA 
GTGCTAATACCGCATACGACCTGAGGGTGAAAGTGGGGGACCGCAAGGCCTCACGCTAATAGATCGGCCG 
ATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCAGTAGCGGGTCTTAGAGGACG 
ATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAAT 
GGGCGCAAGCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTTG 
GGAGCAAATCCTGCGGGTTAATACCCTGTGGGGATGAGAGTACCAAAAGAATAAGCACCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGG 
TGGTTTGACAAGACCGACGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGTTGGTGACTGTCTGACTAGA 
GTGTGGCAGAGGGGGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGAGATGCGGAGGAACACCGATGG 
CGAAGGCAGCCCCCTGGGCTAACACTGACACTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGATTTTCGGATCTTAGTAACGAAGCTAAC 
GCGAGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTGGTCTTGACATGTACGGAAT 
CTTTTAGAGATAGAAGAGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCCATCATTAAGTTGGGCAC 
TTTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGAC 


ribosomal RNA, partial sequence 


CAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTCGCTAAGCCGCGAGGTGGTGCCAATCTCATA 
AAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCGGA 
TCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTC 
GCCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGCGGGATTCATGACTGGGGTGAAGTCG 
TAACAAGGTAGCCGTAGGGG 


>gi|219846885|ref|NR_026477.1| Propionivibrio dicarboxylicus strain CreMall 16S ribosomal RNA, partial 
sequence 
TGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCT 
GGTGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCGGAAGTGGGGGATAACGTAGCGAAAG 
TTACGCTAATACCGCATATTCTGTGAGCAGGAAAGCGGGGGATCTTCGGACCTCGTGCTTTCGGAGCGGC 
CGATGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGA 
TGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACA 
ATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTC 
AGGGAAGAAATGGTCTGGGCTAATACCCTGGGCAGATGACGGTACCTGAAGAATAAGCACCGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCA 
GGCGGTTTTGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGAGACTGCAAGGCTA 
GAGTGTAGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGAT 
GGCGAAGGCAGCCCCCTGGGCTACTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGATGTTGGAAGGGTTAAACCTTTTAGTGTCGTAGC 
TAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCAG 
GAACCCTGGAGAGATCTGGGGGTGCCCGAAAGGGAGCCTGAACACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTAAGTT 
GGGCACTTTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCT 
TATGGGTAGGGCTTCACACGTCATACAATGGTCGGTTCAGAGGGTTGCCAACCCGCGAGGGGGAGCTAAT 
CTCAGAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAAT 
CGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCG 
GGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTAGGGG 


>gi|219846884|ref|NR_026476.1| Succinivibrio dextrinosolvens strain 0554 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAATACATGCAAGTCGAACGGTAACATAGGAAAAGCTTG 
CTTTTCCTGATGACGAGTGGCGGACGGGTGAGTAAAGTTTGGGAAGCTACCTGATAGAGGGGGACAACAG 
TTGGAAACGACTGCTAATACCGCATACAGCCTGAGGGTGAAAGCAGCAATGCGCTATCAGATGCGCCCAA 
ATGGGATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCTCTAGCTGGTCTGAGAGGATGAT 
CAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCACAATGG 
AGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCGGAGGGG 
AGGAGAATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTAAACAAGTAGGATGTGAAATCC 
CCGGGCTCAACCTGGGAAGCGCATACTAAACTGTTTAACTAGAGTATTGCAGGGGGAGACGGAATTCCAG 
GTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAAGGCGAAGGCAGTCTCCTGGGCAAATACTG 
ACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGT 
CAATTAGGAGCTTGTGCGATAGTATGGGTTCCGCAGCAAACGCGATAAATTGACCGCCTGGGGAGTACGG 
CCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAC 
GCAACGCGAAGAACCTTACCTGACCTTGACATAGTGAGAACCTCTCTGAAGGGAGAGGGTGCCTTCGGGA 
GCTCACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTCCTTTGTTGCCAGCGGGTAAAGCCGGGAACTCAAAGGAGACTGCCAGTGACAAACTG 
GAGGAAGGCAGGGATGACGTCAAGTCATCATGGCCCTTACGGTCAGGGCTACACACGTGCTACAATGGGG 
CGTACAGAGGGAAACGATACCGTGAGGTGGAGTGGAACCCACAAAGCGTCCCTAAGTTCGGATTGGAGTC 
TGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGTAGCTAGCTTAACAGCAAT 
GAGGGCGGTTACCACGGTGTGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAACCATAGGGG 


>gi|219846883|ref|NR_026475.1| Succinimonas amylolytica strain DSM 2873 16S ribosomal RNA, partial 
sequence 
CAGATTGAACGCTGGCGGCAGGCTTAATACATGCAAGTCGAACGGTAGCAGCAGGAAAGCTTGCTTTTCT 
GGCTGACGAGTGGCGGACGGGTGAGTAATACCTGGGAAACTGCCTATAAGAGGGGGATAACACCTGGAAA 
CGGGTGCTAATACCGCATAAACCCTGAGGGGAAAAGGATGGGAAACCATGCGCTTATAGATGTGCCCAGG 
AGGGATTAGCTAGTTGGGGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATC 
AGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTGCACAATGGG 
GGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGA 
GGAAGCTGAAGTTCGAACAGGGCAGAAAGCAGACGTTACCCGCAGAAGAAGCGCCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGCGCAAGCGTTAATCGGAATAACTGGGCGTAAAGCGCACGCAGGCGGT 
TATGCAAGTCAGATGTGAAATCCCAGCGCTTAACGTTGGGCGGTCATTTGAAACTGCAAGACTAGAGTAC 
TATAAGGGGAGCTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAAGAACACCGGTGGCGAA 
GGCGAGCTTCTGGATAGTAACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCTGTAAACGATGTCAATTAGGAGTCTAGTCCGAAGAGGCTGGGTTCCGCAGCTAACGCTT 
TAAATTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGAACTTGACATATACGATGATCTG 
TCTGAGAGGATGGAGTACCCGCAAGGGAATCGTAAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTTGTTGCCAGCGCGTAAAGGCGGGAAC 


TCAAAGAAGACTGCCGGTGATAAACCGGAGGAAGGCAGGGATGACGTCAAGTCATCATGGCCCTTACGTT 
CAGGGCTACACACGTGCTACAATGGTTTGTACAGAGGGAAGCGAAGTCGCGAGACGGGGCAGATCTCAGA 
AAGCAAATCGTAGTCCGGATTGGAGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAA 
TCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGAATTGC 
ACCAGAAGTAGTTAGCGTAACCGCAAGGGGCGCGATTACCACGGTGTGGTTTATGACTGGGG 


>gi|219846882|ref|NR_026474.1| Thauera selenatis strain AX39 16S ribosomal RNA, partial sequence 
GGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGTGGCGAACGGG 
TGAGTAATGCATCGGAACGTGCCCATGTCGTGGGGGATAACGTAGCGAAAGCTACGCTAATACCGCATAC 
GTCCTGAGGGAGAAAGCGGGGGATCTTCGGACCTCGCGCGATTGGAGCGGCCGATGTCGGATTAGCTAGT 
AGGTGGGGTAAAGGCCCACCTAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACAGTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCC 
AGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAATCGTGTTCT 
CTAACATAGGACATGGATGACGGTACCGGACTAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGA 
TGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTTGTGACTGCAAGGCTAGAGTACGGCAGAGGGGGGT 
GGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACCGATGGCGAAGGCAGCCCCCTGG 
GCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCC 
TAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGCAGCTAACGCGTGAAGTCGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATG 
TGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAACCTTGCTGAGAGGCGA 
GGGTGCCTTCGGGAGCCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCACTAGTTGCCATCATTGAGTTGGGCACTCTAGTGAGACTGCC 
GGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGT 
CATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCTTAAAGCCGATCGTAGTC 
CGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGT 
GAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAG 
CTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGT 
ATCGGAAGGTGCGGCTGGATC 


>gi|219846881|ref|NR_026473.1| Thauera mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
GGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGTGGCGAACGGG 
TGAGTAATGCATCGGAACGTGCCCATGTCGTGGGGGATAACGTATCGAAAGGTACGCTAATACCGCATAC 
GTCCTGAGGGAGAAAGCGGGGGATCGCAAGACCTCGCGCGATTGGAGCGGCCGATGTCGGATTAGCTAGT 
AGGTGAGGTAAAGGCTCACCTAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCC 
AGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAATCGCGCACT 
CTAACATAGTGCGTGGATGACGGTACCGGACTAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGA 
TGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTTGTGACTGCAAGGCTAGAGTACGGCAGAGGGGGGT 
GGAATTCCTGGTGTAGCAGTGAAATGCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCCCCCTGG 
GCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCC 
TAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGCAGCTAACGCGTGAAGTCGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATG 
TGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAACCTTGCTGAGAGGCGA 
GGGTGCCTTCGGGAGCCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTGGTTGGGCACTCTAATGAGACTGCC 
GGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGT 
CATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCTTAAAGCCGATCGTAGTC 
CGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGT 
GAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAG 
CTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGT 
ATCGGAAGGTGCGGCTGGATC 


>gi|219846880|ref|NR_026472.1| Sulfitobacter mediterraneus strain CH-B427 16S ribosomal RNA, partial 
sequence 
AACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCACCCTTCGGGGCGAGCGGCGGACGGGTTAGTA 
ACGCGTGGGAACATACCCTTTTCTACGGAATAGCCTCGGGAAACTGAGAGTAATACCGTATACGCCCTTC 
GGGGGAAAGATTTATCGGAGAAGGATTGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAACGGCCTACCA 
AGTCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGTGTGATG 
AAGGCCTTAGGGTCGTAAAGCACTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGT 
ACGTAGGCGGATCAGAAAGTAGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCCTAAACTCCTG 
GTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACA 
CCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAAGTACGAAAGTGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAATCGTCGGGCAGTATACTGTTCGGTGACAC 
ACCTAACGGATTATGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCC 
TGTGCTAACCCGAGAGATCGGGCGTTCACTTCGGTGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCTTTAGTTGCCATCAGTTCGG 
CTGGGCACTCTAAAGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCC 
CTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAGCTGTCTCAGT 


TCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTG 
CGCTAACCTTCGGGGGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGGGAACCTGCGG 


>gi|219846879|ref|NR_026471.1| Streptococcus ovis strain S369-98-1 16S ribosomal RNA, partial sequence 
AGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTGGAACGCAGTTAATTCACCGGAGCTTGCTCCAC 
CGAATTGACTGAGTCGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTTGTAGCGGGGGATAACTATTG 
GAAACGATAGCTAATACCGCATAACAATATTTGACACATGTCAGATATTTGAAAGGAGCAAGTGCTCCAC 
TACGAGATGGACCTGCGTTGTATTAGCTAGTAGGTAGGGTAACGGCCTACCTAGGCAACGATACATAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAA 
AGCTCTGTTGTAAGAGAAGAATGATAGTAAGAGTGGAAAATTTACTAAGTGACGGTATCTTACCAGAAAG 
GGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG 
TAAAGCGAGCGCAGGCGGTTGTATAAGTCAGAAGTAAAAGGCAGTGGCTCAACCATTGTGTGCTTTTGAA 
ACTGTACAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGG 
AGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGTCCTTTCCGGGACT 
CAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCCGATGCCCGCTCTAGAGATAGAGTTTTACTTCGGTACATCGGTGACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCA 
TCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGAGTCGCAAGCCGGTGACG 
GCAAGCTAATCTCTTAAAGCCGATCTCAGTTCGGATTGTAGGC TGCAACTCGCCTACATGAAGTCGGAAT 
CGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGC 


>gi|219846878|ref|NR_026470.1| Hymenobacter actinosclerus strain 1187 16S ribosomal RNA, partial sequence 
GCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGGTAGTAGCAATACTACTAGTGG 
CGCACGGGTGCGTAACGCGTAACCAACCTGCCCTGAACTGGGGGATAGCCCGCCGAAAGGCGGATTAATA 
CCGCATAAACCAACAGTGTGGCATCACANAATTGGTAAAGATTTATTGGTTCAGGATGGGGTTGCGTAGC 
ATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGCTTAGGGGACCTGAGAGGGTGATCCCCC 
ACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAG 
AGTCTGACCCAGCCATGCCGCGTGCCGGATGAAGGCCTTCTGGGTTGTAAACGGCTTTTCTCAGGGAAGA 
AAAAGACCATGCGTGGTACACTGACGGTACCTGAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCCGTTAAGT 
CCGGGGTGAAAGCCCACAGCTCAACTGTGGAACTGCCCTGGATACTGGCGGGCTTGAGTCCAGACGAGGT 
TGGCGGAATGGAAGGTGTAGCGGTGAAATGCATAGATACCTTCCAGAACCCCGATTGCGTAGGCAGCTGA 
CTAGGCTGGTACTGACGCTNAGGCACGAAAGCNTGGGGAGCGAACAGGATTAGATACCCTGGTANTNNAC 
GCCGTAAACGATGGATACTCGCTGGTAGCGATATACTGTTACTGGCTTAGCGAAAGCGGTAAGTATCCCA 
CCTGGGGAGTACGCTCGCAAGAGTGAAACTCANAGGAATTGACGGGGGCCCGCACAAGTGGTGGAGCATG 
TGGTTTAATTCGATGATACGCGAGGAACCTTACCTANGCTANAATGCGCGTGACCGGTTCANAGATGAGC 
CTTTCCTTCGGGACACAAAGCAAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGTAAAA 
GTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCATGTAATGGTGGGGACTCTAAACAGACTGCC 
TGCGCAAGCAGTGAGGAAGGCGGGGACGACGTCAGGTCATCATGGCCCTTACGCCTAGGGCTACACACGT 
GCTACAATGGGCGGTACAGCGGGTTGCTACTTAGCGATAAGATGCCAATCTCACAAAACCGTTCTCAGTT 
CGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCACTAGTAATCGCGTATCAGCAATGACGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTTTGGTAGACCTGAAGCTGGTG 
CTCCTCACAGAAGCCAGTTAGGGTAGAACAAGTAACTANGGCTAA 


>gi|219846877|ref|NR_026469.1| Gemella palaticanis strain M663-98-1 16S ribosomal RNA, partial sequence 
CAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTTGAATAAGTGCTTGCACTAATT 
CAACTTAGCGGCGAACGGGTGAGTAACACGTAAAGAACCTGCCTCATAGACTGGGACAACTACTGGAAAC 
GGTAGCTAATACCGGATAACATATTTTTCTGCATGGAAGAATATTGAAAGTCGGTCATGCTGACACTATG 
AGATGGCTTTGCGGTGCATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATGCATAGCCGACC 
TGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
CTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGTTCGTAAAACT 
CTGTTGTTAGGGAAGAATGATTGTATAGTAACTATATACAGTAGAGACGGTACCTAACCAGAAAGCCACG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
CGCGCGCAGGTGGTTTAAAAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAAGGTCATTGGAAACTG 
TTAAACTTGAGTGCAGGAGAGAAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGA 
ACACCAGTGGCGAAGGCGGCTTTTTGGCCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAG 
GATTANATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGTCATAAGACTTCAGTGC 
TGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACA 
TACAGTGANGATTTAAGAGATTAGATTGTTTATACCTNTGGTATAACACTGATACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTNTCNNNAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATATCTAGTTGCCA 
GCAGTAAGATGGGGACTCTAGATAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGACTTGGGCTACACACGTACTACAATGGATAGGAACAAAGAGAAGCGACCTCGTAAG 
AGCAAGCCAACCTCATAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAA 
TCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCG 


>gi|219846876|ref|NR_026468.1| Microbacterium esteraromaticum strain DSM 8609 16S ribosomal RNA, partial 
sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGG 
GTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATA 
TGTCCCGTCACCGCATGGTGTGCGGGTGGAAAGATTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCT 
TGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGA 
TGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAAAG 
TGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGC 
GTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGCTGTGAAATTCCGAGGCT 
CAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGC 
GGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGA 
GGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAG 
TTGTGGGGTCCTTTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGC 
AACGCGAAGAACCTTACCAAGGCTTGACATACACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACT 
CGTGAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGT 
ACAATGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGC 
AACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCCTTGTG 
GGAGGGAGCTGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCG 


>gi|219846875|ref|NR_026467.1| Vagococcus lutrae strain m1134/97/1 16S ribosomal RNA, partial sequence 
TGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTTCACCGGGTGCTTGCACCCACCGAGAAAGA 
GGAGTGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCATCAGAGGGGGATAACACTTGGAAACAGGT 
GCTAATACCGCATAATTCTTTTTGTCGCCTGACAGAGAGATAAAAGACGCTTTCGGGTGTCACTGATGGA 
TGGGCCCGCGCTGCATTAGCTAGTTGGTGGGGTAANGGCTCACCAAGGCCATGATGCATAGCCGACCTGA 
GAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTT 
CGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTG 
TTGTTAGAGAAGAACAAGTGAGAGAGTAACTGTTCTCACCTTGACGGTATCTAACCAGAAAGCCACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGA 
GCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAAGGTCATTGGAAACTGGGG 
AACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACA 
CCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCT 
GCAGTAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTCA 
GTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGACAGTACAATGAGTTGCGAGACCGCGAGGTTTAGCT 
AATCTCTTAAAGCTGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGT 
AATCGCGGATCAGAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCAAAGTCGGTGAGGTAACCTTCGGGAGCCAGCCGCCTAAGGTGGGATGGAT 


>gi|219846874|ref|NR_026466.1| Methylocella palustris strain K 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGAG 
TAACGCGTGGGAACATACCCTTCGGTTCGGAATAGCTCAGGGAAACTTGGATTAATACCGGATACGTCCG 
CAAGGAGAAAGATTTATCGCCGAAGGATTGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCCCAC 
CAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCTGGGAAGATAATGACGGTACCAGGAGAATAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGC 
GCACGTAGGCGGATCTTTAAGTCAGAGGTGAAATGCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGG 
GGATCTCGAGTCCGGGAGAGGTGAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAA 
CACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTAGGCAGCTTGCTGCTTAGTGGC 
GCAGTTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACAT 
GTCTCGTATGGTTTCCAGAGATGGATTCCTTCACTTCGGGTGGCGAGAACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCCTAGTTGCCATCA 
TTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCGGAGGGGCGACCCC 
GAGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGC 
TAGTAATCGTAGATCAGAACGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGTTCTACCCGAAGGCGTTTTCTTAACCGCAAGGAGAGAGGCGACCACGGTAGGGT 


>gi|219846873|ref|NR_026465.1| Balneatrix alpica strain 4-87 16S ribosomal RNA, partial sequence 
TCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGAGAAGCTTG 
CTTCTTGGGTGACGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTACCTAGTAGTGGGGGACATCCCA 
TGGAAATGGNNNNTAATACCGCATACGCCCTANGGGGGAAAGCAGGGGATATCCGGACCTCGCGCTGTCG 


GATGAGCCTGCGTGAGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGGTCT 
GAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCAC 
TTTCAGCGAGGAGGAAAGGAAGTAGGTTAATACCCTGCTTCTGTGACGTTACTCGCAGAAGAAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGTTTGTTAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATCCGAAACTGC 
CAGACTAGAGTACAGGAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAA 
CACCAGTGGCGAAGGCGGCCACCTGGACCGATACTGACGGTCAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGTCCCTTGCTGGCTTGGTGG 
CGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACA 
TCCTGCGAACTTTCTAGAGATAGATTGGTGCCTTAGGGAACGCAGAAACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTATTTGCCAGCGCTT 
CGGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTACGGCCAGGGCTACACACGTGCTACAATGGGGGGTACAAAGGGCTGCAAGCNAGCGATGCNAAG 
CGAATCCCAAAAAACCTCTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTA 
GTAATCGCGAATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 


>gi|219846872|ref|NR_026464.1| Ferribacterium limneticum strain cda-1 16S ribosomal RNA, partial sequence 
AGAGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGG 
GAGCAATCCTGGTGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCTTTCAGTGGGGGATAAC 
GTAGCGAAAGTTACGCTAATACCGCATATTCTGTGAGCAGGAAAGCAGGGGATCGCAAGACCTTGCGCTG 
ATTGAGCGGCCGATATCAGATTAGCTAGTTGGTGAGGTAAAGGC TCACCAAGGCGACGATCTGTAGCGGG 
TCTGAGAGGATGATCCGCCACACTGGAACTGAGACACGTTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAG 
CTCTTTCAGCCGGGAAGAAAACGCATGGGTTAATACCCTGTGTGGATGACGGTACCGGAATAAGAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGTGCGCAGGCGGTTTGTTAAGATAGGCGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTATGAC 
TGGCAGGCTAGAGTATGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAG 
GAACACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGTAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGTGTTGGGAGGGTAAAACCTTTTA 
GTACCGGAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTG 
ACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTT 
GACATGTCCAGAAGCCCTTAGAGATTTGGGTGTGCCCGAAAGGGAGCTGGAACACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCA 
TCATTTAGTTGGGCACTTTAACGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAAAGGGTTGCCAACCCGCGAGG 
GGTAGCTAATCCCAGAAAGCCGATCGTAGTCCGGATCGTAGGCTGCAACTCGCCTGCGTGAAGTCGGAAT 
CGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACAC 
CATGGGAGCGGGTTCCGCCAGAAGTAGGTAGCCTAACCGCAAGGGAGGCGCTTACCACGGCGGGGTTCGT 
GACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|219846871|ref|NR_026463.1| Rhizobium undicola strain ORS 992 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCATCCTTCGGGGTGAGCGGCAGACGGGTGAG 
TAACGCGTGGGAACGTACCCTTTCCTACGGAATAGCTCCGGGAAACTGGAATTAATACCGTATACGCCCT 
TAGGGGGAAAGATTTATCGGGGAAGGATCGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGTAGGGAAGATAATGACGGTACCTACAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGGCATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGG 
GTGTCTTGAGTATGGAAGAGGTAAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTTACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGCAAGTTGACTTGTCGGTGGC 
GCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACAT 
CCTGTGCCCGCTACGGAGACGTAGTTTTCCCTTCGGGGACACAGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTG 
GTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGG 
CCCTTACGGGCTGGGC TACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGC 
TAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGT 
AATCGCAGATCAGAATGCTGCGGTGAATACGTNCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGTTTTACCCGAAGGCGCTGCGCTAACCGCAAGGGGGCAGGCGACCACGGTAGGGTCAGCGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGNAGGGGAACC 


>gi|219846870|ref|NR_026462.1| Burkholderia caribensis strain MWAP64 16S ribosomal RNA, partial sequence 
AGTTTGATCCTNNCTCANATTGAANGCTGGCGGCATGCCTTACACATGCAAGTCGGACGGCAGCGCGGGG 
GCAACCCTGGCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGTCCTGGAGTGGGGGATAGCCG 
GCGAAAGCCGGATTAATACCGCATACGCTCTGTGGAGGAAAGCGGGGGATCTTCGGACCTCGCGCTCAAG 
GGGCGGCCGATGGCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCT 
GAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATT 
TTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCNTTCGGGTTGTAAAGCAC 
TTTTGTCCGGAAAGAAAACCGCTTCTCTAATACAGGGGCGGGATGACGGTACCGGAAGAATAAGCACCGG 


CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GTGCGCAGGCGGTTCGCTAAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTGGTGACTGG 
CGGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAA 
TACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTCGGGTCTTCATTGACTTGGTAAC 
GAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACAT 
GTACGGAACCTTGCTGAGAGGTGAGGGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTCGTACGCAA 
GAGCACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCT 
TATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAAT 
CCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAAT 
CGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGTTTTACCAGAAGTGGCTAGTCTAACCGCAA 


>gi|219846869|ref|NR_026461.1| Desulfurella multipotens strain RH-8 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGCGAAAGAAGGGCAACCTTCGAGTAAAGTGGCGC 
ACGGGTGAGTAACACGTGGATAACCTGCCCCAAAGTCTGGGATAACGTGCCGAAAGGTGCGCTAATACCG 
GATACCTTTGTGTCTCACAAGAGGTATAAAGAAAGGAGGCCTCTGCTTGCAAGCTTTCGCTTTGGGATGG 
GTCCGCGGCCTATCAGGTAGTTGGTAGGGTAACGGCCTACCAAGCCTACGACGGGTAGCTGGTCTGAGAG 
GACGATCAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGG 
CAATGGGAGAAATCCTGACCCAGCAACGCCGCGTGGAGGATGAAGGCCTTCGGGTTGTAAACTCCTGTCA 
GCAGGGAAAAAGATTGCAAAAGCTAATACCTTTTGCAGTTTGATGGTACCTGCTAAGGAAGCACCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATTCGGAATCACTGGGCGTAAAGGGCG 
CGCAGGCGGTTTTGTAAGTCTAAAGTGAAATCCTTGGGCTTAACCCAGGGGCTGCTTTAGATACTGCAAA 
ACTCGAGTTCGGGAAAAGCAAGCGGAATTCCTGGTGAAGGGGTGAAATCCGTAGATATCAGGAAGAACAC 
CAGTGGCGAAAGCGGCTTGCTAGAACGCAACTGACGCTTAGGCGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCCTAAACGATGGATGTTAGGCGTTGGGAAGTACACTTCCCAGTGCCGTA 
AGCTAACGCGTTAAACATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGGTACACGAAGAACCTTACCTGGGCTTGACATGC 
TAGTAGTAGGAGCCCGAAAGGGTAACGATTCTTGCCTTCGGGCAAGAAAGCTAGCACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGGCATTAGTTGC 
TAACAGGTTATGCTGAGCACTCTAATGCGACCGCCGGGGATAACCCGGAGGAAGGTGGGGATGACGTCAA 
GTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGATGTACAATGGGTTGCAATACCGC 
GAGGTGGAGCTAATCCCTAAAGCATCCCACAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGG 
AATCGCTAGTAATCACCGGTCAGCTATACGGTGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTTGATTCTACTGTAAGACGGTAGGCTAACCCGTTAAGGGAGGCAGCCGNTCATGGTAG 
GGTCAGCGACCGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGG 


>gi|219846868|ref|NR_026460.1| Desulfurella propionica strain U-8 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGCGAAAGAAGGGCAACCTTCGAGTAAAGTGGCGC 
ACGGGTGAGTAACACGTGGATAACCTGCCCCAAAGTCTGGGATAACGTGCCGAAAGGTGCGCTAATACCG 
GATACCTTTGTGCCTCACAAGAGGTATAAAGAAAGGAGGCCTCTGCTTGCAAGCTTTCGCTTTGGGATGG 
GTCCGCGGCCTATCAGGTAGTTGGTAGGGTAACGGCCTACCAAGCCTACGACGGGTAGCTGGTCTGAGAG 
GACGATCAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGG 
AAATGGGAGAAATCCTGACCCAGCAACGCCGCGTGGAGGATGAAGGCCTTCGGGTTGTAAACTCCTGTCA 
GCAGGGAAAAAGATTGCAAAAGCTAATACCTTTTGCAGTTTGATGGTACCTGCTAAGGAAGCACCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATTCGGAATCACTGGGCGTAAAGGGCG 
CGCACGCGGTTTTGTAAGTCTAAAGTGAAATCCTTGGGCTTAACCCAGGGGCTGCTTTAGATACTGCAAA 
ACTCGAGTTCGGGAAAAGCAAGCGGAATTCCTGGTGAAGGGGTGAAATCCGTANATATCACGAAGAACAC 
CAGTGGCGAAAGCGGCTTGCTAGAACGCAACTGACGCTTAGGCGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCCTAAACGATGGATGTTAGGCGTTGGGAAGTACACTTCCCAGTGCCGTA 
AGCTAACGCGTTAAACATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGGTACACGAAGAACCTTACCTGGGCTTGACATGC 
TAGTAGTAGGAGCCCGAAAGGGTAACGATTCTTGCCTTCGGGCAAGAAAGCTAGCACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTCTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGGCATTAGTTGC 
TAACAGGTTATGCTGAGCACTCTAATGCGACCGCCGGGGATAACCCGGAGGAAGGTGGGGATGACGTCAA 
GTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGATGTACAATGGGTTGCAATACCGC 
GAGGTGGAGCTAATCCCTAAAGCATCCCACAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGG 
AATCGCTAGTAATCACCGGTCAGCTATACGGTGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTTGATTCTACTGTAAGACGGTAGGCTAACCCGTTAAGGGAGGCAGCCGTTCATGGTAG 
GGTCAGCGACCGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGG 


>gi|219846867|ref|NR_026459.1| Desulfurella kamchatkensis strain K-119 16S ribosomal RNA, partial 
sequence 

AACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGCGAAAGAAGGGCAACCTTCGAGTAAAGTGGCGC 
ACGGGTGAGTAACACGTGGATAACCTGCCCCAAAGTCTGGGATAACGTGCCGAAAGGTGCGCTAATACCG 
GATACATTTATACCTCACAAGAGGTATAAAAAAAGGAGGCCTCTGCTTGCAAGCTTTCGCTTTGGGATGG 
GTCCGCGGCCTATCAGGTAGTTGGTAGGGTAACGGCCTACCAAGCCTACGACGGGTAGCTGGTCTGAGAG 
GACGATCAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGG 
CAATGGGAGAAATCCTGACCCAGCAACGCCGCGTGGAGGATGAAGGCCTTCGGGTTGTAAACTCCTGTCA 
GCAGGGAAAAAGATTGCAAAAGCTAATACCTTTTGCAGTTTGATGGTACCTGCTAAGGAAGCACCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATTCGGAATCACTGGGCGTAAAGGGCG 


CGCAGGCGGTTTTGTAAGTCTAAAGTGAAATCCTTGGGCTTAACCCAGGGGCTGCTTTAGATACTGCAAA 
ACTCGAGTTCGGGAAAAGCAAGCGGAATTCCTGGTGAAGGGGTGAAATCCGTAGATATCAGGAAGAACAC 
CAGTGGCGAAAGCGGCTTGCTAGAACGCAACTGACGCTTAGGCGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCCTAAACGATGGATGTTAGGCGTTGGGAAGTACACTTCTCAGTGCCGTA 
AGCTAACGCGTTAAACATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGGTACACGAAGAACCTTACCTGGGCTTGACATGC 
TAGTAGTAGGAGCCCGAAAGGGTAACGATTCTTGCCTTCGGGCAAGAAAGCTAGCACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGGCATTAGTTGC 
TAACAGGTTATGCTGAGCACTCTAATGCGACCGCCGGGGATAACCTGGAGGAAGGTGGGGATGACGTCAA 
GTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGATGTACAATGGGTTGCAATACCGC 
GAGGTGGAGCTAATCCCCAAAGCATCCCACAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGG 
AATCGCTAGTAATCACCGGTCAGCTATACGGTGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTTGATTCTACTGTAAGACGGTAGGCTAACCCGCAAAGGGAGGCAGCCGTTCATGGTAG 
GGTCAGCGACCGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGG 


>gi|219846866|ref|NR_026458.1| Thermoanaerobacter sulfurophilus strain 
sequence 
GGCGGCGTGCCTAACACATGCAAGTCGAGCGATTCAGAGGNNGGAAATCGACTTCCGACTTCCGACCTCT 
GGATAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCCTTAAGACCGGGATAACACCTCGAAACGG 
GTGCTAATACTGGATAAGCTCCTTGTAGGGCATCCTATGGGGAGGGAAGGTAGCGGAAGCTACCGCTTAA 
GGATGGGCCCGCGTCCCATCAGCTAGTTGGTAGGGTANCGGCCTACCAAGCCGACGACGGGTAGCCGACC 
TGAGAGGGTGGTCGGCCACACTGGGNCTGAGACACGACCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
CTTGCGCAATGGGCGAAAGCCTGACTCAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCT 
CGATAGTGTGGGAAGAATAGATGACGGTACCACACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCACTTAAGTCA 
GGTGTAAAAAACCCGGGCTCAACCCGGGGGATGCACATGAAACTGGGTGGCTAGAGGGCAGGAGAGGGGA 
GTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCTCT 
GGACTGACCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGTGCCGTAGTTAACGCAATAAGTACCCCG 
CCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGCCGAAAGGT 
GAGCGAGCCTGCCTTATGGTAGGCAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTTCTAGTTGCCATCGGGGAAAGCCGGGCACTCTA 
GAGGGACTGCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGCCCTGG 
GCCACACACGTGCTACAATGGCCGGTACAGAGGGAGGCGAAGCCGCGAGGCGGAGCGGAACCCAAAAAGC 
CGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAG 
CATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCAACACCC 
GAAGCCGGTGACCCAACCNGGAAGGGGGGAGCCGTCGAAGGTGGGGCAAGTGATTGGGGTGAAGTCGTAA 
CAAGGTAGCCGT 


L-64 16S ribosomal RNA, partial 


>gi|219846865|ref|NR_026457.1| Paracoccus pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 


sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGCACCCTTCGGGGTGAGCGGCGGACGGGTGAGTAACGCGT 
GGGAATATGCCCTTTGGTACGGAATAGTCCTGGGAAACTGGGGGTAATACCGTATGCGCCCTTCGGGGGA 
AAGATTTATCGCCAAAGGATTAGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGA 
CGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCC 
CTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAG 
GCGGACCGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTCAAAACTATCGGTCTGG 
AGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTG 
GCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTGACACACCTAA 
CGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCCAGGAC 
CGGCCCGGAGACGGGTCTTTCACTTCGGTGACCTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACTCTTAGTTGCCAGCATTTGGTTGGGCA 
CTCTAAGAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGG 
GTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTCTACCCGACGGCCGTGCGCTAAC 
CAGCAATGGGGGCAGCGGACCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCG 


>gi|219846864|ref|NR_026456.1| Paracoccus denitrificans strain 381 16S 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGAACCCTTCGGGGTTAGCGGCGGACGGGTGAGTAACGCGT 
GGGAATATGCCCTTTGCTACGGAATAGCCCCGGGAAACTGGGAGTAATACCGTATACGCCCTTTGGGGGA 
AAGATTTATCGGCAAAGGATTAGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGA 
CGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCC 
CTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAG 
GCGGACCGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTCAAAACTATCGGTCTGG 
AGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTG 


ribosomal RNA, partial sequence 


GCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTGACACACCTAA 
CGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCGCAGGAC 
CGCTCCAGAGATGGAGTTTTCTCGTAAGAGACCTGTGGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACTCTTAGTTGCCAGCATTTGGTTGGGCA 
CTCTAAGAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGG 
GTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTCTACCCGACGGCCGTGCGCTAAC 
CAGCAATGGAGGCAGCGGACCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCG 


>gi|219846863|ref|NR_026455.1| Natronincola histidinovorans strain Z-7940 16S ribosomal RNA, partial 
sequence 

GATGAACGCTGGCGGCGTGCC TAACACATGCAAGTCGAGCGAGAGAAATTTTAAGAAGCCTTCGGGTGGA 
TTAAGATGGATCTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCTTATGCAGGGGAACAACATT 
GGGAAACCAGTGCTAATACCGCATAAAGCTAATCTAAGGCATCTTAGATTAGCCAAAGATTTATCGGCAT 
AAGATGGGCCCGCGTCTAATTAGCTAGTTGGTAAGGTAAAAGCTTACCAAGGCGACGATTAGTAGCCGAC 
CTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGGA 
TATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAAC 
TCTGTTATAAGGGAAGAATAATGACGGTACCTTAAGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGTTTCTTAAGT 
CAGGGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTAAGAAACTTGAGTGCAGGAGAGGAG 
AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTC 
TGGACTGCAACTGACGCTGATGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAGTGCTAGGTGTTGGGGGTCAAACCTCAGTGCCGGAGCTAACGCATTAAGCACTCCGC 
CTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGT 
GGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTTGACATCCTTCTGGTCGGTCTGTAACGAGAC 
CCTTCTCTTCGGAGACAGAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCAAGTAATGTTGGGCACTCTAGAGAGACT 
GCCGGGGATAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCAGGGCTACACA 
CGTGCTACAATGGCCGATACAAAGGGCAGCGAGAGGGTAACCTTAAGCGAATCTCATAAAGTCGGTCCCA 
GTTCGGATTGTGGGCTGAAACTCGCCCACATGAAGTTGGAGTTGCTAGTAATCGCGGATCAGCATGTCGC 
GGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGGAAGTCGGAAGCACCCGAAGCCAG 
CTACTTTAACCGAAAGGAGAGAGCTGTCGAAGGTGAAGCCGATGACTGGGGTGAAGTCGTAACAAGGTAG 
CCGTATCGGAAGGT 


>gi|219846862|ref|NR_026454.1| Granulicatella balaenopterae strain M1975/96/1 16S ribosomal RNA, partial 
sequence 
GGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGTTTCAACAGGTGCTTGCACCAGTTGTTTCTTAGCGG 
CGAACGGGTGAGTAACACGTGGGTAACCTACCCAACAGAGGGGGATAACATTCGGAAACGGATGCTAATA 
CCGCATAGGTTCTTGAATCGCATGATTCGAGAAGGAAAGAAGGCGTAAGCTTTCCCTGTTGGATGGACCC 
GCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAGTGATGCATAGCCGACCTGAGAGGGTG 
ATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAAT 
GGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAG 
AGAAGAACAAGTGCATAATAGTAACTGATTATGCCCTGACGGTATCTAACCAGAAAGCCACGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCA 
GGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTT 
GAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT 
GGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGT 
TAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCTTT 
GACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTACTAGTTGCCATCATTCAGTTGG 
GCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTA 
TGACTTGGGCTACACACGTGCTACAATGGATGGCACAACGAGCAGCGAACTCGCGAGGGTAAGCAAATCT 
CTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGT 


>gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae strain 1607-97 16S ribosomal RNA, partial sequence 
GGACGAACGCTGGCGGCGTGCNTAATACATGCAAGTCGAACGCACAACGAAGGAGCTTGCTTCTTCCGCG 
TGAGTGGCGAACGGGTGAGTAACACGTGGGAAACCTGCCCTTTAGCGGGGGATAACATTCGGAAACGGAT 
GCTAATACCGCATAGGCCAGTGAGTCGCCTGNCTCATTGGGGAAAGATGGTTTTGCTATCACTAAAGGAT 
GGTCCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGATGATGCATAGCCGACCTGAG 
AGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGATTTCGGTCCGTAAAGCACTGT 
TGTTAGAGAAGAACCATCCTGTATTAACTGTACAGGACTTGACGGTATCTAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGC 
GCAGGTGGTGGCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAAGGTCATTGGAAACTGGGTCA 
CTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACC 
AGTGGCGAAGGCGACTTTCTGGTCTGACACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCTGTAAACGATGAATGTTAAGTGTTGGGGGGCTTCCACCCCTCAGTGCTGG 


CGTTAACGCAATAAACATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
GCTGCATAGCTTAGAGATAAGTGAAATCCTTCGGGACAGCGAGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTACCAGCATTGAGAT 
GGGGACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGACCTCGTGAGAGCAAGCGAAT 
CTCTTAAAGCNATTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAACATGAAGCCGGAATCGCTAGTAAT 
CGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTT 
TGTAACACCCGAAGCCG 


>gi|219846860|ref|NR_026452.1| Kocuria rhizophila strain TA68 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCTTGGTGCTTGCACTGGGTGGATGAGTGGCGAA 
CGGGTGAGTAATACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACTGG 
ATACGACATGTCACCGCATGGTGGTGTGTGGAAAGGGTTTTACTGGTTTTGGATGGGCTCACGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACGGAAGAAGCG 
AAAGTGACGGTACGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGC 
AAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGG 
GGCTTAACCCCGGGTGTGCAGTGGGTACGGGCAGACTTGAGTGCAGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACG 
CTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCA 
CTAGGTGTGGGGAACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGACCGGGCCAGAGATGGTCTTTCCCCCTTG 
TGGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAAT 
GGCCAGTACAATGGGTTGCGATGCCGCGAGGTGGAGCTAATCCCAAAAAGCTGGTCTCAGTTCGGATCGT 
GGTCTGCAACTCGACCACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACC 
CTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGA 
A 


>gi|219846859|ref|NR_026451.1| Kocuria palustris strain TAGA27 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCACCAGCTTGCTGGTGTGGATGAGTGGCGAACG 
GGTGAGTAATACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACTGGAT 
GCTACATGTCACCGCATGGTGGTGTGTGGAAAGGGTTTACTGGTCTTGGATGGGCTCACGGCCTATCAGC 
TTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTG 
ATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCCACA 
AGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAA 
GCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGGGG 
CTTAACCCCGGGTGTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTA 
GCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCT 
GAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACT 
AGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGAT 
GCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGATCGTTCCAGAGATGGTTCTTCCCCTTTGGG 
GTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCC 
GGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTC 
TGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTG 
TGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAA 


>gi|219846858|ref|NR_026450.1| Ruminobacter amylophilus strain H 18 16S ribosomal RNA, partial sequence 
AAAGTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAATACATGCAAGTCGAACGGT 
AACAGCAGGAAGCTTGCTTCCTGGCTGACGAGTGGCGGACGGGTGAGTAATACCTGGGGAGCTGCCTGAA 
TGAGGGGGACAACACCTGGAAACGGGTGCTAATACCGCGTAAGCCTGAGGGGGAAAGGCTGGGCAACCAG 
TCGCATTCAGATGCGCCCAGGTGGGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCTCT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTGGGTT 
GTAAAGCACTTTCAGTATGGAGGAAGTGTAGTATGTTAACAGCATGCTGCATTGACGTTACATACAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGG 
GCGTAAAGAGCTCGTAGGCGGTTTGTCAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACCGCATT 
TGAAACTGACAGACTAGAGTACTGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATAT 
CTGGAGGAATACCGGTGGCGAAGGCGGCCTCCTGGACAGAGACTGACGCTGAGGAGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAATTAGAAGCATGTTGCCATGAGT 
AGTGTGTTTCTAAGCTAACGCGATAAATTGACCGCCTGGGGAGTACGGCCGGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCT 
GGACTTGACATATTGAGAAGTATTTAGAGATAGATACGTGCCGCAAGGAGCTCAAATACAGGTGCTGCAT 


GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTTGTT 
GCCAGCACGTAAAGGTGGGAACTCAAAGAAGACTGCCGGTGACAAACCGGAGGAAGGCAGGGATGACGTC 
AAGTCATCATGGCCCTTACGTCCAGGGCTACACACGTGCTACAATGGGTTGTACAGAGGGAAGCGAAGTC 
GCGAGGTAGAGCGGAACCCAGAAAGCAACTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGT 
CGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGAATTGCACCAGAAGTAGTTAGCTTAACCCGCAAGGGAGGGCGATTACCACGGTG 
TGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAACCATAGGGGAACCTGTGGTTGGATCACCTCCTTA 


>gi|219846857|ref|NR_026449.1| Corynebacterium confusum strain DMMZ 2439 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCTTC 
AGCTTGCTGGAGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATA 
AGCCTGGGAAACTGGGTCTAATACCGGATAGGACCGCACTTTGGTGTGTGTGGTGGAAAGTTTTTTCGGT 
GTAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCG 
GCCTGAGAGGGTGGACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAA 
CTCCTTTCGCCAGGGACGAAGCGTTTTTGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTT 
TGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCAGGCTTGAGTACT 
GTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG 
GCAGGTTACTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGACCCTTCCACGGGTTTTGTGCCGTAGCTAACGCA 
TTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATTTAGGTTCGC 
GGCAGAGATGTCGTTTCCCTTTGTGGCCTTTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATTTGGTTGGGGACTCAT 
GAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGG 
GCTTCACACATGCTACAATGGTCAATACAATGCGTTGCGACACTGTGAGGTGGAGCTAATCGCTTAAAGT 
TGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACC 
CGAA 


>gi|219846856|ref|NR_026448.1| Arthrobacter rhombi strain F98.3HR69 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACCCTGGTGCTTG 
CACTAGGTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGACTCTGGGATAAGCCCG 
GGAAACTGGGTCTAATACCGGATATTCACTTCCTTCCGCATGGAGGGTGGTGGAAAGATTTATCGGTGGG 
GGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCG 
CGTCTGCCGTGAAAGTCCGGGGCTCAACCCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGG 
TCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CATGCCGTAAACGTTGGGCACTAGATGTGGGGGACATTCCACGTTTTCCGCGTCGTAGCTAACGCATTAA 
GTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGGCCGGATCGCCGCA 
GAAATGTGGTTTCCCCTTTGGGGCCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATG 
GGAGACTGCCGGGGTCAACTCGGAGGAAGGTGAGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGG 
CTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCC 
GGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCC 
GAAGCCGGTGGCCCAACCCCTTG 


>gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 700631 16S ribosomal RNA, partial sequence 
GGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGCCGAGAAGGGAACTTGTTCC 
TTTCAACGCGAGTGGCGAACGGGTGAGTAACACGTGGGAAACCTACCCTTCAGCGGGGGATAACCATCGG 
AAACGATGACTAATACCGCATAGTTGTTCCAGTCGCATGACTGGAATGGGAAAGACGGCTTCGGCTGTCA 
CTGAAGGATGGTCCCGCGGTGCATTAGCTAGACGGTGGGGTAACGGCCTACCGTGGCTTTGATGCATAGC 
CGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTCTTCGGATCGTA 
AAGCACTGTTATCAGAGAAGAATAGCCTGTAGAGTAACTGTTATAGGTTTGACGGTAACTGATCAGAAAG 
CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCG 
TAAAGGGAGCGCAGGCGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGTTGCATTGGA 
AACTGGTCAACTTGAGTACAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATG 
GAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGTTAAGTGTTGGGGGGTTTCCGCCCC 
TCAGTGCTGGCGCAAACGCAATAAACACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAA 
TTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCTCTTGCATAGCCTAGAGATAGGTGAAATCCTACGGGACAAGAAGACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATAACTAGTTGCCA 
GCATTGAGTTGGGGACTCTAGTTAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCA 


TCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAGCGAGAAGCGACGTCGCGAGG 
CCAAGCAGATCTCTTAAAGCCATTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGCCGGAAT 
CGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACAC 
CACGAGAGT 


>gi|219846854|ref|NR_026446.1| Tindallia magadiensis strain Z-7934 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGTGCTTGGTTGGAAATTTTCGGATGGA 
AAACCAAGTTACTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCAACCTTGATCAGGGGGACAACAT 
TGGGAAACCAGTGCTAATACCGCATAGCTCTGCCGGATGGCATCATCTGGCAGAGAAAGATTTATCGGAT 
CAAGACGGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAACAGCTCACCAAGGCAATGATCAGTAGCCGA 
CCTGAGAGGGTGACCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAG 
CTCTGTCCTATGGGAAGAAGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCTAAATAA 
GTCAGGGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGTTTAGCTTGAGTACAGGAGAGG 
TAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTT 
ACTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTCAAACCTCAGTGCCGGAGCTAACGCAATAAGCACTCC 
GCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGAGCTTGACATCCCTCTGACCGACCGGTAAGACG 
GTCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCCTATTATTAGTTGCCAGCATTTTGGATGGGCACTCTAATGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCAGGGCTACACAC 
GTGCTACAATGGCCGATACAGAGGGCAGCGAAAGAGCAATCTGGAGCGAACCCCACAAAGTCGGTCCCAG 
TTCGGATTGAGGGCTGCAACTCGCCCCCATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCG 
GTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGGAAGTCGGAAGCACCCGAAGCCCGT 
TACCGAACCTACGGGACGGAACGGTCGAAGGTGAAGCCGATAACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTATCGGAAGGT 


>gi|219846853|ref|NR_026445.1| Verrucosispora gifhornensis strain HR1-2 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTATTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGCAACCTGCCCTAGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACC 
GAATATTCACTCATGGGCGCATGTTTGTGGGTGGAAAGTTTTTCGGCTTGGGATGGGCTCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCG 
CAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGC 
GAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGT 
GGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCG 
CTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAATCCTGCAGAGATGTGGGGTCCTTCGGG 
GCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTCCCATGTTGCCAGCAATTCGGTTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGG 
TACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTG 
CAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTG 
GAAGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCG 


>gi|219846852|ref|NR_026444.1| Streptomyces lydicus strain ATCC 25470 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCTTTCGGGAGGGGATTAGTGG 
CGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATA 
CCGGATACGACACGGGGTCGCATGACCTCCGTGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCT 
ATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAA 
GCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
CGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCC 
CGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGG 
GAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT 
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTCCCCCTT 
GTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGC 
TACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTG 


AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGC 
CCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTACCGGAAGG 


>gi|219846851|ref|NR_026443.1| Aquamicrobium defluvii strain DSM 11603 16S ribosomal RNA, partial 
sequence 
ACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACG 
CGTGGGAATCTACCCATCACTACGGAATAACCCAGGGAAACTTGGACTAATACCGTATACGACCGAGAGG 
TGAAAGATTTATCGGTGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGG 
CGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAG 
GCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGGCTAAC 
TTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACG 
TAGGCGGATCGATCAGTTAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCTAATACTGTCGATC 
TCGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCA 
GTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTCGGGCAGTTTACTGTTCGGTGGCGCAGT 
TAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGA 
TCGCGGACAGTGGAGACATTGTCCTTCAGTTAGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCCTTATTCAG 
TTAGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCT 
AATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTA 
ATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TTGGTTTTACCCGAAGGCGCTGCGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGT 


>gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum strain N2 16S ribosomal RNA, complete sequence 
GAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAAGTCTTTCGGACTTAGCGGCGGACGGGTGAG 
TAACGCGTGGGAACGTGCCCTTCACTACGGAATAGTCCCGGGAAACTGGGTTTAATACCGTATACNCCCT 
TCGGGGGAAAGAATTTCGGTGAAGGATCGGCCCGCGTCTGATTAGGTAGTTGGTGGGGTAATGGCCTACC 
AAGCCTACGATCAGTAGCTGGTTTGAGAGGATGATCAACCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGAGGAATCTTGGACAATGGGGGCAACCCTGATCCAACCATTCCGCGTGAACGAT 
GAAGGCCTTAGGGTTGTAAAGTTCTTTCGCCTGGGAAGATAATGACGGTACCAGGTAAAGAAGCCCCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCG 
CGCGTAGGCGGACTGTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACGGCCTTTGATACTGGC 
AGTCTAGAGGTCTGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAAC 
ACCAGTGGCGAAGGCGGCTCACTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCGGGCAGCATGCTGTTCGGTGTCA 
CACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATG 
GGTATCGCGGTTTTCCGAGAGGGATTCCTTCAGTTCGGCTGGATACCACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGACGCGAACCCACACCCTTAGTTGCCAGCAT 
TCAGTTGGGCACTCTAGGGGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCAT 
GGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCATCTACAGTGGGTTAATCCCCAAAAGATGTCT 
CAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGAC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGC 
CGTGCGCCAACCTTTCGAGGGGGCAGCGGACCACGGTGAGCTCAGCGACTGGGGTGAAGTCGTAACAAGG 
TAGCCGTAGGGGAA 


>gi|219846849|ref|NR_026441.1| Rhodovulum iodosum strain N1 16S ribosomal RNA, complete sequence 
GAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAAGACTTTCGGTCTTAGCGGCGGACGGGTGAG 
TAACACGTGGGAACATGCCCTTCACTACGGAATAGTCCTGGGAAACCGGGTTTAATACCGTATACNCCCT 
TCGGGGGAAAGAATTTCGGTGAAGGATTGGCCCGCGTCTGATTAGGTAGTTGGTGGGGTAATGGCCTACC 
AAGCCGACGATCAGTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGAGGAATCTTGGACAATGGGGGAAACCCTGATCCAACCATGCCGCGTGAACGAT 
GAAGGCCTTAGGGTTGTAAAGTTCTTTCACCGGTGAAGATAATGACGGTAGCCGGAGAAGAAACCCCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCG 
CGCGTAGGCGGACTATTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGT 
AGTCTAGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAAC 
ACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCGGGCAGCATGCTGTTCGGTGTCA 
CACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATC 
CTGATCGCGGTTTCTCGAGAGAGATTCCTTCAGTTCGGCTGGATCANCNNCAGGGGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACTCTTAGTTGCCAGCAG 
TTCGGCTGGGCACTCTAAGAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCA 
TGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAACTGTC 
TCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGA 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGA 
CGGTGCGCCAACCTTTCGAGGGGGCAGCTGGCCACGGTAAGCTCAGCGACTGGGGTGAAGTCGTAACAAG 
GTAGCCGTAGGGGAA 


>gi|219846848|ref|NR_026440.1| Sporotomaculum hydroxybenzoicum strain BT 16S ribosomal RNA, partial 
sequence 
CTTAACACATGCAAGTCGAACGGAGATTAGTTGAGAGATTACTTTTAGCTAATCTTAGTGGCGGACGGGT 
GAGTAACGCGTGGATAACCTGCCCCGTAGTCAGGGATAACGCCGGGAAACCGGTGCTAATACCGGATACG 
TTCATTAGTCTACCTGGACAAATGAAGAAAGGTGCAAACCGCTACAGGATGGGTCCGCGTCCCATTAGCT 
AGTTGGTAGAGTAAGAGCCTACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGG 
AACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGA 
CGGAGCAACGCCGCGTGAGTGACGAAGGTTTTCGGATTGTAAAACTCTGTCCAAAGGGAAGAATCAAGTG 
ACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCAAGCGT 
TGTCCGGAATAACTGGGCGTAAAGGGCGTGTAGGCGGCCCTGCAAGTCAGTCGTTAAACCTATCGGCTTA 
ACCGATAGCTGTCGATTGAAACTGCAGAGCTTGAGTGCAGTAGAGGGGAGTGGAATTCCCAGTGTAGCGG 
TGAAATGCGTANATATTGGGAGGAACACCAGTGGCGAAAGCGGCTCCCTGGCCTGCAACTGACGCTGAAG 
CGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTGCTAGGT 
GTTGGGGGTATCGACCCCTCAGTGCCGCAGTTAACGCACTAAGCACCCCGCCTGGGGAGTACGGCCGCAA 
GGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACG 
CGAAGAACCTTACCAGGTCTTGACATCTCTCGTCTCGCGTACGAAAGTAAGTTTTCACTCTTCGGATGAA 
CAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTACATTTAGTTGCCATCGCGTAAAGGCGGGCACTCTAAAGGGACTGCCGTTGACAAAACGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGATCTGGGCTACACACGTACTACAATGGCCG 
GCACAGACGGCAGCGCAGCCGCGAGGTGAAGCGAACCCGAGAAAGCCGGTCCCAGTTCGGATTGCAGGCT 
GCAACCCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGACAACACCCGAAGCCGGTGAGCCAACCCGCAAG 
GGGCGNAGCCGTCGAANGTGGGGTCGGTAATTGGGG 


>gi|219846847|ref|NR_026439.1| Desulfobacter halotolerans DSM 11383 16S ribosomal RNA, partial sequence 
TGCTTAACACATGCAAGTCGAACGAGAAAGGGATTGCTTGCAATCCTGAGTAGAGTGGCGCACGGGTGAG 
TAACACGTAGATAATCTGCCTTCAAGCCTGGGATAACTATCCGAAAGGATAGCTAATACCGGATAAAGTC 
GATTTACACAAGTAGACCGATGAAAGATTGCCTCTTCTTGAAAGCAATTGTTTGGGGATGAGTTTGCGTA 
CCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCCGCGATGGTTAGCTGGTCTGAGAGGATGATCAG 
TCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGG 
CAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCTTTGGGTCGTAAAGCTCTGTCAACAAGGAAG 
AAATTAGGATCTATTAATAGTGGGTTCTATTGACGGTACTTGTGGAGGAAGCGCCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAACACGGGGGGCGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGT 
CTTGTCCGTCAGGTGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCACTTGAAACAGCAAGACTTGAATAC 
GGGAGAGGAGAGAGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGATGGCGAA 
GGCATCTCTCTGGACCGATATTGACGCTGAGGCGCGAAGGCGTGGGTAGCGAACGGGATTAGATACCCCG 
GTAGTCCACGCAGTAAACGTTGTACACTCGGTGTAGCGGATATTAAAATCTGCTGTGCCTAAGCTAACGC 
ATTAAGTGTACCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGACATCCTGTGAATAT 
CCCGTAATTGGGATAGTGCCTTCGGGAGCACAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTTGGTTAAGTCCAGCAACGAGCGCAACCCTTATCGTCAGTTGCCAGCACGTAATGGTGGGAAC 
TCTGGCGAGACTGCCCCGGTCAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATATC 
CAGGGCTACACACGTGCTACAATGGTAGGTACAAAGGGCAGCGACTTTGCAAGAAGGAGCGAATCCCAAA 
AGCCTATCTCAGTCCGAATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGAT 
CAGCATGCCGCGGTGAATATGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTTGATTATA 
CCCGACGTCGCTGGGCTAACTATTTATAGGGGCAGGCGCCTAAGGTACGGCCGATAACTGGGGTGAAGTC 
GT 


>gi|219846846|ref|NR_026438.1| Azoarcus anaerobius strain DSM 12081 16S ribosomal RNA, complete sequence 
AGAGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAGCGGCAGCGGGG 
GCTTCGGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCAGTCGAGGGGGATAAC 
TACGCGAAAGCGTAGCTAATACCGCATACGCCCTGAGGGGGAAAGCGGGGGACCTTCGGGCCTCGCGCGA 
TTGGAGCGGCTGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGG 
TCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAG 
CTCTTTCAGACGGAAAGAAATCGGGCTTGTGAATAGCGAGCCTGGATGACGGTACTGTCAGAAGAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGTGCGCAGGCGGTTGTGTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGAC 
TGCACGGCTAGAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAG 
GAACACCGATGGCGAAGGCAGCCCCCTGGGCCGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTTGTTCGGGAAGGTAACTTCCTGA 
GTAACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTG 
ACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTT 
GACATGCCTGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAGCCAGGACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAATTGCCAGC 
ATTGAGTTGGGCACTTTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGCG 
GAGCCAATCCCACAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCG 
CTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCA 
TGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACCTTTCGGGGAGGGCGCTTACCACGGTGAGATTCAT 
GACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219846845|ref|NR_026437.1| Microbacterium resistens strain DMMZ 1710 16S ribosomal RNA, partial 
sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGGGGCTTGCNCTGGTGGATTAGTGGCGAACG 
GGTGAGTAACACGTGAGCAACCTGCCCTGGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGAT 
ACGAGACGTGGCCGCATGGTCAACGTTTGGAAAGATTTTTCGGTCTGGGATGGGCTCGCGGCCTATCAGC 
TTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGNAAGCCTG 
ATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAAA 
GTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAG 
CGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGAGGC 
TCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAG 
CGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTG 
AGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTA 
GTTGTGGGGTCCTTTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATG 
CAACGCGAAGAACCTTACCAAGGCTTGACATACACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACAC 
TCGTAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGT 
ACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGC 
AACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCTTGTGG 
AGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCG 


>gi|219846844|ref|NR_026436.1| Psychromonas antarctica strain star-1 16S ribosomal RNA, partial sequence 
TGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAATAGCTTGTATTTTTGCTGAC 
GAGTGGCGGACGGGTGAGTAATGCTTGGGAACTTGCCCTAACGTGGGGGACAACAGTTGGAAACGACTGC 
TAATACCGCATAATGTCTACGGACCAAAGGTGGCCTCTATTTATAAGCTATCGCGTTAGGATGGGCCCAA 
GTGGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCTAGCTGGTCTTAGAGGATGAC 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
AGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGCGAGG 
AGGAAAGGGTAGTTATTAATACTAACTATCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCG 
GTTAATCAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTGAAACTGGTTAACTAGAGT 
TTTGTAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCG 
AAGGCGGCCACCTGGACAAAGACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACGGGATTAGATACCC 
CGGTAGTCCACGCAGTAAACGATGTCTATTAGAAGTTTGTGGCTATATGCCGTGGGTTTCAAAGCTAACG 
CATTAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGAGAATC 
ACCTAGAGATAGATGAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTAATGGTGGGAA 
CTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGG 
GATGGGCTACACACGTGCTACAATGGCAAATACAAAGGGCAGCTAGCCAGCGATGGTATGCGAATCTCAT 
AAAGTTTGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGTGG 
ATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTG 
CACCAGAAGTCATTAGCTTAACCTTTCGGGGATGGCGATGACCACGGTGTGGTTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCCTAGGGGAACCTG 


>gi|219846843|ref|NR_026435.1| Gluconacetobacter intermedius strain TF2 16S ribosomal RNA, complete 
sequence 
GAGTTTGATCMTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGG 
GGTTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTATCCACGGGTGGGGGATAACTTTGGGAAACTGA 
AGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCAGCGGGGACGATGATGAC 
GGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTG 
CTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTGACACAGTCAGATGTGAAATTCCCGGGCTTAAC 
CTGGGGGCTGCATTTGATACGTGGCGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGT 
TGGGTGACTTTGTCATTCAGTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGGGCTTGACATGCGGAGGCCGTGTCCAGAGATGGGCATTTCTCGCAAGAGACCTCCA 
GCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGCCTTTAGTTGCCATCACGTTTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACA 
GTGGGAAGCCAGGTGGTGACACCGAGCCGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACT 
CGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCAG 
CCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGA 
TCACCTCCTTT 


>gi|219846842|ref|NR_026434.1| Corynebacterium riegelii strain DMMZ 2415 16S ribosomal RNA, partial 
sequence 
AGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAAGCTTGCTTGGGTACTC 
GAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGT 
CTAATACCGGATAGGACCACTTCGTAGNTGTTGTGGTGGAAAGTTTTTTCGGTGTGGGATGAGCTCGCGG 
CCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACG 
GCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCCAAAGAC 
GAATTTTGACGGTATTTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGGAAGTCC 
ACGGCTTAACTGTGGGACTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTG 
ACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGG 
GCGCTAGGTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATT 
CGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGATCGCTGCAGAGATGTAGTTTCCCTTG 
TGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTCTTATGTTGCCAGCACGTGATGGTGGGGACTTATGAGAAACTGCCGGGGTTAACT 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
TCGGTACAACGCGCAGCTACCTCGTGAGGGGACGCGAATCGCTGAAAGCCGGCCTTAGTTCGGATTGGGG 
TCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAA 


>gi|219846841|ref|NR_026433.1| Ammoniphilus oxalivorans strain RAOx-FS 16S ribosomal RNA, partial 
sequence 
AGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGCGGAGAGAGCTTGCTCTCAAAGCT 
TAGCGGCAAACGGGTGAGTAACACGTGGGCAACCTGCCTAACAGCCTGGGATAACTTGAGGAAACTCAAG 
CTAATACCGGATAGGATCGCGAACCGCATGGAACGTGATGGAAAGTCTGAACGACACTGTTAGATGGGCC 
CGCGGCGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGT 
GACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAA 
TGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTA 
GGGAAGAACACCCGAGAGAGGATCTCGGTTTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGCGCAGGCGGC 
CTGTTAAGTCTGATGTGAAATCCCACGGCTCAACCGTGGAGGGCCATTGGAAACTGGTAGGCTTGAGTGC 
AAGAGAGGAGAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCCGTGGCGAA 
GGCGGCTCTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTCGGGGGTGACCAACCCTCGGTGCTGTCGCTAACGCA 
ATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCCTCTGCCCGA 
TCTAGAGATAGATCTTTCCCTTCGGGGACAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCATCATTCAGTTGGGCACT 
CTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCT 
TGGGCTACACACGTGCTACAATGGTTGGTACAAAGGGCAGCAAGCCAGCGATGGTAAGCCAATCCCATAA 
AGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTAGGAATCGCTAGTAATCGCAGAT 
CAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACA 
CCCGAAGTCGGTGGGGTAACCGTAAGGAGCCAGCCGCCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGT 
AACAAGGTATCCGTACCGGAAGGTGCG 


>gi|219846840|ref|NR_026432.1| Ammoniphilus oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 
AGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGTTTTAGGAGCTTGCTCTTAAAACT 
TAGCGGCAAACGGGTGAGTAACACGTGGGCAACCTGCCTGACAGACTGGGATAACTTGAGGAAACTCAAG 
CTAATACCGGATAGGATCGCGGATCGCATGGATCGCGATGGAAAGTCTGAACGACACTGTCAGATGGGCC 
CGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGT 
GACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAA 
TGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTA 
GGGAAGAACACCCGAGAGAGGATCTCGGTTTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGCGCAGGCGGC 
CTGTTAAGTCTGATGTGAAATCCCACGGCTCAACCGTGGAGGGCCATTGGAAACTGGTAGGCTTGAGTGC 
AGGAGAGGAGAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCCGTGGCGAA 
GGCGGCTCTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTCGGGGGTGACCAACCCTCGGTGCTGTCGCTAACGCA 
ATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCCTCTGACCGA 
TTTAGAGATAGATCTTTCCCTTCGGGGACAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCATCATTCAGTTGGGCACT 
CTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCT 
TGGGCTACACACGTGCTACAATGGTTGGTACAAAGGGCTGCAAGCCAGCGATGGTAAGCCAATCCCATAA 
AGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTAGGAATCGCTAGTAATCGCAGAT 
CAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACA 
CCCGAAGTCGGTGGGGTAACCGTAAGGAGCCAGCCGCCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGT 
AACAAGGTATCCGTACCGGAAGGTGCG 


>gi|219846839|ref|NR_026431.1| Hyphomicrobium denitrificans strain DSM 1869 16S ribosomal RNA, partial 
sequence 
CTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATNCAAGTCGAACGCCCCCAGGGGAGTGGCAGAC 
GGGTGAGTAACACGTGGGAACCTTCCCTATAGTACGGAATAGCCCAGGGAAACTTGGAGTAATACCGTAT 
ACGCCCGAAAGGGGAAAGAATTTTCGCTATAGGATGGGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAAT 
GGCTCACCAAGGCGACGATCCTTAGCTGGTTTGAGAGAACGACCAGCCACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATNCCGCG 
TGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGGCGGGGACGATAATGACGGTACCCGCAGAATAA 
GTCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTGTTCGGAATCACTGGGC 
GTAAAGCGCACGTAGGCGGATATGCCAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCCTTG 
ATACAGCATGTCTTGAGTCCGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTA 
GGAAGAACACCGGTGGCGAAGGCGGCCCACTGGATCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTCGGCAAGCTTGCTATT 
CGGTGGCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTC 
TTGACATTCACTGATTGCCGGTAGAGATGCCGGAGTTCCAGCAATGGACAGTGGGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGC 
CATCATTCAGTTGGGCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGCGCAGCCACCTAGTAA 
TAGGGAGCTAATCGCAAAAAGCCGTCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAA 
TCGCTAGTAATCGCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGGTCTTACCCTAAAACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAAGGTCAG 
CGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGG 


>gi|219846838|ref|NR_026430.1| Hyphomicrobium methylovorum strain DSM 5458 16S ribosomal RNA, partial 
sequence 
GAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGA 
GTAACGCGTGGGAACCTTCCCTATGGTACGGAATAACTCGGGGAAACTTGGAGTAATACCGTATACGCCC 
GAGAGGGGAAAGAATTTCGCTATAGGATGGGCCCGCGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCAC 
CAAGGCGACGATCCTTAGCTGGTTTGAGAGAACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCTTAGGGTTGTAAAGCTCTTTTGCCGGGGACGATAATGACGGTACCCGGAGAATAAGTCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTGTTCGGAATCACTGGGCGTAAAGC 
GCACGTAGGCGGATTTATAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGT 
GAATCTTGAGTCCGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAA 
CACCGGTGGCGAAGGCGGCCCACTGGATCGGTACTGACGCTGAAGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTCGGATAGCTTGCTATTCGGTGGC 
GCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACAT 
TCACTGATCGCCTGGAGAGATCCGGGAATTCCAGCAATGGACACTGGGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATT 
TAGTTGGGCACTCTAATGGGACTGCCGGTGATAAGCCGGAAGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGCGCAGCCACCTAGTAATAGGGAG 
CTAATCGCAAAAAGCCGTCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAATCGCTAG 
TAATCGCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTCTACACACCGCCCGTCACACCATGGG 
AGTTGGTCTTACCCTAAAACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAAGGTCAGCGACTGG 
GGTGAAGTCGTAACAAGGTA 


>gi|219846837|ref|NR_026429.1| Hyphomicrobium zavarzinii strain ZV-622 16S ribosomal RNA, partial 
sequence 
GAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCTGTAGCAATACAGAGTGGCAGACGGGTGAGT 
AACACGTGGGAATCTTCCTATCGGTACGGAATAGCTCAGGGAAACTTGGGGTAATACCGCATACGCCCTT 
CGGGGGAAAGATTTATCGCCGATAGATGAGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACC 
AAGGCGACGATCAGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAC 
GAAGGTCTTCGGATTGTAAAGCTCTTTTGGCGGGGACGATAATGACGGTACCCGCAGAATAAGCCCCGGC 
TAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCG 
CACGTAGGCGGATTGCTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGAC 
AGTCTTGAGTCCGGAAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAAC 
ACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACTATGGATGCTAGCCGTCGGCAAGCTTGCTTGTCGGTGGCG 
CAGCTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACATT 
TACGGACCGTTTCCAGAGATGGATTCATCCTAGCAATAGGCCGTAGGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTT 
AGTTGGGCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCTTACGGGCTGGGC TACACACGTGCTACAATGGCGGTGACAATGGGCAGCAACACAGCAATGTGAAGC 
TAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATCGCTAGT 
AATCGCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGTTTTACCCGAAGACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAAGGTCAGCGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGG 


>gi|219846836|ref|NR_026428.1| Hyphomicrobium hollandicum strain IFAM KB-677 16S ribosomal RNA, partial 
sequence 
GAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCTGTAGCAATACAGAGTGGCAGACGGGTGAGT 
AACACGTGGGAATCTTCCTATCGGTACGGAATAGCCCAGGGAAACTTGGGGTAATACCGCATACGCCCTT 
CGGGGGAAAGATTTATCGCCGATAGACGAGCCCGCGTCTGATTAGCTAGTTGGTGGGGTAATGGCCTACC 
AAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGAC 
GAAGGTCTTCGGATTGTAAAGCTCTTTTGGCGGGGACGATAATGACGGTACCCGCAGAATAAGCCCCGGC 
TAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCG 
CACGTAGGCGGATTTATAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGTA 
AGTCTTGAGTCCGGAAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAAC 
ACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGNAAACTATGGATGCTAGCCGTCGGCAAGCTTGCTTGTCGGTGGCG 
CAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACATG 
GTCGGACGGTTTCCAGAGATGGATTCCTCCTAGCAATAGGCCGATACACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTT 
AGTTGGGCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCTTACGGGCTGGGC TACACACGTGCTACAATGGCGGTGACAATGGGCAGCAACACAGCGATGTGAAGC 
TAATCTCAAAAAACCGTCTCAGTTCGGATTGGTCTCTGCAACTCGAGACCATGAAGTTGGAATCGCTAGT 
AATCGCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGTTTTACCCGAAGACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAAGGTCAGCGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTA 


>gi|219846835|ref|NR_026427.1| Halanaerobacter salinarius strain $G3903 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTTGCGCGAGAAAGCTA 
CCTTCGGGTAGTGAGTAAAGCGGCGAACGGGTGAGTAACGCGTGGGTAATCTACCTTTAAGTTAAGGATA 
ACTTTTCGAAAGGAAAGCTAATACTTAATAATAACAAAGTAGGCTTTGTCTACGCTTAGAGATGAGCCCG 
CGTCCCATTAGCTTGTTGGTAGGGTAAAGGCCTACCAAGGCAACAATGGGTAGCCGACCTGAGAGGGTGA 
TCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCTGCAGGTGGGAATCTTCCGCAATG 
AGCGAAAGCTTGACGGAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTTAGG 
AGACACCCAGTTGATAATACCAGCTGGGCTTGACGGTACCTTTGGAGGAAGCCTCGGCTAATTACGTGCC 
AGCAGCCGCGGTAATACGTAAGAGGCTAGCGTTGTCCGGAATCACTGGGCGTGAAGGGTGCGCAGGCGGT 
CTAGTAAGTCAAGAGTGAAATCCATCGGCTCAACCGGTGAACTGCTTTTGAAACTATTAGACTTGAGGAC 
AGGAGAAGGAAGTGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGAATACCAATGGCGAA 
GGCAGCTTCCTAGCCTGATCCTGACGCTGAGGTACGAAAGCTAGAGTATCAAACGGGATTAGATACCCCG 
GTAGTTCTAGCTGTAAACGCTGGACACTAGGTGTTGGGGGTTCAACTCCCTCGGTGCTGCAGTTAACGCG 
TTAAGTGTCCCGCCTGGGGATTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACATTACCAGGGTTTGACATCCTATGACCATC 
TGTGAAAGCAGAGTTTGGCTCTTTGAGTCACATAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCTTAGTTGCCAGCACGTAATGGTGGGG 
ACTCTAAGAAGACTGCCGCACAAAAAATGCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTA 
TACTCTGGGCTACACACGTGCTACAATGGTCTAAACAGAGGGAAGCAAGACTGCGAAGTTAAGCGAATCT 
CACAAATTAGATCTCAGTCTGGATTGCAGATTGTAATTCATCTGCATGAAGCTGGAGTCGCTAGTAATCG 
TGGATCAGAATGCCACGGTGAATATGTTCTCGGGCCTTGTACACACCGCCCGT 


>gi|219846834|ref|NR_026426.1| Mesorhizobium plurifarium strain LMG 11892 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAG 
TAACGCGTGGGAATCTACCCATCTCTACGGAACAACTCCGGGAAACTGGAGCTAATACCGTATACGTCCT 
TCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGATACTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGG 
GTATCTGGAGTCCGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTTGGCAAGTTTACTTGTCGGTGGC 
GCAGCTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACAT 
CCCGGTCGCGGTTACCAGAAATGGTTTCCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCA 
TTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTC 
GAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACC 


>gi|219846833|ref|NR_026425.1| Demetria terragena strain HK1 0089 16S ribosomal RNA, partial sequence 
CTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCGGTACTTGTATCGCGGATTAGTGGCGAACG 


GGTGAGTAACACGTGAGTAACCTGTCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACTGGAT 
ATGTCTGCGTGCCGCATGGTGCGTGGTGGAAAGATTTTTTGGTCAAGGGTGGACTCGCGGCCTATCAGCT 
TGTTGGTGGGGTAGTGGCCTACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGA 
TGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACTCCTTTCGCCATTGACGAAGCCCTTC 
GGGGTGACGGTAGGTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGG 
GGCTTAACTCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTATGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGACG 
CTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCG 
CTAGGTGTGGGATTCAGTCTATGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGGACGATCGCAGAGATGTGGTTTCCTTTTGG 
GCTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCC 
GGTACAGAGGGATGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATTGGGGTC 
TGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCTAACCAGTT 
TTCTGGAGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTA 


>gi|219846832|ref|NR_026424.1| Paracoccus alkenifer strain A901/1 16S ribosomal RNA, partial sequence 
CGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCATCCTTCGGGATGAGCGGCGGACGGGTGAGTATC 
GCGTGGGAACGTGCCCTTCTCTACGGAATAGTCCTGGGAAACTGGGGGTAATACCGTATACGCCCTTTTG 
GGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCTCACCAAG 
CCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAA 
GGCCTTAGGGTTGTAAAGCTCTTTCAGCTGTGAAGATAATGACGGTAGCAGCAGAAGAAGTCCCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGACTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCAC 
GTAGGCGGATCAGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTCAAAACTATTGGT 
CTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACC 
AGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGATTGCAGACGTCGGGGCAGGATGCTGTTCGGTGTCACAC 
CTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCCC 
GGACCGCCGCAGAGATGCGGTTTCCTCGTAAGAGGCCGGGTGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCCCAGTTGCCAGCATTCAGTTG 
GGCACTCTGTGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTT 
ACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAATGGGTTAATCCCCAAAAGCCATCTCAGTTCG 
GATTGTCGTCTGCAACTCGACGGCATGAAGTTGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCTACCCGACGGGCGTGCGC 
TAACCCTTACGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGT 
AGGGGAAC 


>gi|219846831|ref|NR_026423.1| Desulfocapsa sulfexigens strain SB164P1 16S ribosomal RNA, partial 
sequence 
AACGAACGTTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAACGGTTTCTTCGGAGACCTAGTAGAG 
TGGCGCACGGGTGAGTAACGCGTAAGTAATCTACCCTCGCATCAGGGATAACTACGGGAAGCTGTAGCTA 
ATACCGGATACGTTCTCCTATTTACGGACTGGAGAAGAAAGATGGCCTCTTCATGAAAGCTATCGTGCGG 
GGAGGAGCTTGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGGTTAGCGGGTC 
TGAGAGGATGATCCGCCACACTGGAACTGAAACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAAT 
ATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGGATGATGAAGGCCTTAGGGTCGTAAAATC 
CTGTCAGGTGGGAAGAAGTGGTTATAGACTAATACTCTATTTCTTTGACGGTACCACCAAAGGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAACGTTGTTCGGAATTACTGGGCGTAAA 
GCGCGCGTAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCATGGCTCAACCATGGACGTGCATTTGAAACT 
GGCAGACTTGAGTACTGGAGGGGGTGATGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGG 
AATACCGGTGGCGAAGGCGATCACCTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGGTGTTGGGGCGGTTAATCGTCTCAT 
TGCCGAAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCTTG 
ACATCCCGGGAATCTCTTAGAAATAAGAGAGTGCCTCATTAGAGGAGCCTGGTGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCC 
ATCATTAAGTTGGGCACTCTAGAGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCTTTATGACCAGGGCTACACACGTACTACAATGGCATGTACAAAAGGCAGCCACTTCGCGAG 
AAGGAGCGAATCCTTAAAACATGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAAT 
CGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGGGAGTTGGTTGTACCAGAAGTAGTTGAGCGAACTTTTCGGAGACGCAGGCTACCAAGGTATGATCG 
GTAACTGGGGTG 


>gi|219846830|ref|NR_026422.1| Sulfurospirillum deleyianum strain Spirillum 5175 16S ribosomal RNA, 
partial sequence 

AGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGATAAAATAAGCTTGCTTATTTTGTTAGT 
GGCGCACGGGTGAGTAATATATAGCTAACCTGCCCTTTAGTGGGGGACAACAGTTGGAAACGACTGCTAA 


TACCCCATACTCCTTCTTATCATAAGGTAAGTTGGGAAAGATTTATTGCTAAAGGATGGGGCTTTATTGT 
ATCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTATGACGCATACCTGGTCTGAGAGGATGATCAGGC 
ACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAA 
ACTCTGATGCAGCAACGCCGCGTGGAGGATGACGCATTTCGGTGTGTAAACTCCTTTTATAAGGGAAGAT 
AATGACGGTACCTTGTGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAA 
GCGTTACTCGGAATCACTGGGCGTAAAGGATGCGTAGGCTGTAATATAAGTCAGGAGTGAAATCCAACGG 
CTCAACCGTTGAACTGCTCTTGAAACTGTTTTACTAGAATATGGGAGAGGTAGATGGAATTGGTGGTGTA 
GGGGTAAAATCCGTAGATATCACCAGGAATACCGATTGCGAAGGCGATCTACTGGAACATTATTGACGCT 
GAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCACACT 
AGTTGTTGCGATGCTAGTCATTGCAGTAATGCACTTAACAGATTAAGTGTGCCGCCTGGGGAGTACGGTC 
GCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGA 
TACACGAAGAACCTTACCTGGCCTTGATATCCTAAGAATCCTGCAGAGATGCGGGAGTGCTAGTTTACTA 
GAACTTAGAGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTCGTGATTAGTTGCTAACAGTTTGGCTGAGCACTCTAATCAGACTGCCTTCGCAAGGAG 
GAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGTT 
AGGACAAAGAGACGCGATACTGCGAAGTGGAGCAAATCTTAAAACCTAGTCTCAGTTCGGATTGGAGTCT 
GCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGTAGATCAGATATGCTACGGTGAATACGTTCCC 
GGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGAATTCACCCGAAGCCGGAATACTAAACTAGTT 
ACCGACCACGGTGGGTTCAGCGACTGGGGTG 


>gi|219846829|ref|NR_026421.1| Meiothermus cerbereus strain GY-1 16S ribosomal RNA, partial sequence 
GGTGAACGCTGGCGGTATGCCTAAGACATGCAAGTCGCACGGACTGTTTCGGCAGTTAGTGGCGGACGGG 
TGAGTAACACGTAGGTGACCTACCCCAAAGTCTGGGACAACTAGGAGAAATCTTAGCTAATCCTGGATGT 
GAACCTCAGCTGTGGCTGATGTTTAAAGCTTCGGCGCTTTGGGATGGGCCTGCGGCGCATCAGGTAGTTG 
GTGGGGTAACGGCCCACCAAGCCGACGACGCGTAGCTGGTCTGAGAGGACGACCAGCCACAGGGGTACTG 
AGACACGGACCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAG 
CGATACCGCTTGAAGGACGAAGCCCTTCGGGGTGTAAACTTCTGAACTCGGGACGATAATGACGGTACCG 
AGGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTACCCGGATT 
TACTGGGTGTAAAGGGCGTGTAGGCGGTCTCTCAAGTCCGATGCTAAAGACCGAAGCTCAACTTCGGGGG 
TGCGTTGGATACTGTGAGGCTAGACGGTCGGAGAGGGTAGCGGAATTTCCGGAGTAGCGGTGAAATGCGC 
AGATACCGGAAGGAACGCCAATAGCGAAAGCAGCTACCTGGACGATTTGTGACGCTGAGGCGCGAAAGCG 
TGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGAGTGCTGGGTGTCCGACATC 
TGTTGGGTGCCGTAGCTAACGCGTTAAGCACTCCACCTGGGAAGTACGGTCGCAAGACTGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
GGTCTTGACATCCACGGAACCCTGGTGAAAGCCGGGGGTGCCCGCAAGGGAGCCGTGAGACAGGTGCTGC 
ATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTGCTAG 
TTGCCATCAGTTCGGCTGGGCACTCTAGCGAGACTGCCTACGAAAGTAGGAGGAAGGCGGGGATGACGTC 
TGATCCGCATGGCCCTTACGACCTGGGCGACACACGTGCTACAATGCCTGCCACAAAGCGCTGCGACCCG 
GCAACGGGAAGCCAATCGCATAAAAGCAGGCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGC 
TGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCAAGCCATGGGAGTGGGTTTTGCCTGAAGTCGCCGGGAGCCGCAGGCAGGCGCCTAGGGTAAGGCTCA 
TGACTGGGGCTAAGTCGTAACAAGGTAGCTGTACCG 


>gi|219846828|ref|NR_026420.1| Gemella bergeri strain 617-93 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGAATTTCTGGTGCTTGCACTAGAAATT 
CTTAGCGGCGAACGGGTGAGTAACACGTAAAGAACCTGCCTTATAGACTGGGATAACTACGGGAAACTGT 
AGCTAATACCGGATAACAACATTTTCCGCATGGGAGATGTTTAAAAGTTGGTGAAGCTAACACTATAAGA 
TGGCTTTGCGGAGCATTAGCTAGTTGGTGGGATAAAAGCCTACCAAGGCGACGATGCATAGCCGACCTGA 
GAGGGTGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTT 
CCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGTTCGTAAAGCTCTG 
TTGTTAGGGAAGAAAGGTTGTGTAGTAACTATACACAAAACAGACGGTACCTAACCAGAAAGCCACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGTGGTTTAGAAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAAGGTCATTGGAAACTGATA 
AACTTGAGTGCAGGAGAGAAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACA 
CCAGTGGCGAAGGCGGCTTTTTGGCCTGCAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGTCTCAAAAGAGATCAGTGCTGC 
AGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATAC 
TGTGAGGACATAAGAGATTATGTTGTTTGTCTTTTTTAGACAACACAGATACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATATCTAGTTGCCAGCA 
GTAAGATGGGGACTCTAGATAGACTGCCAGTGACAAACTGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATAGGGACAAAGAGAAGCGAACTTGTAAAGGC 
AAGCCAATCTCATAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCG 
CTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCA 
CGAGAGTTTGTAACACCTGAAGACGGTGACCTAACCGAAAGGGAGGAGCCGGTCACGGTGGGACAGATGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219846827|ref|NR_026419.1| Gemella sanguinis strain 2045-94 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGTTTTTCTGGTGCTTGCACTAGAAAAA 
CTTAGCGGCGAACGGGTGAGTAACACGTAAAGAACCTGCCTCATAGACGGGGACAACTATTGGAAACGAT 
AGCTAATACCGGATAACAGCATAAATCGCATGATATATGTTTAAAAGTTGGTTTCGGCTAACACTATGAG 
ATGGCTTTGCGGTGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGCATAGCCGACCTG 
AGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 


TCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGTTCGTAAAGCTCT 
GTTGTTAGGGAAGAATGATTGTATAGTAACTATATACAGTAGAGACGGTACCTAACCAGAAAGCCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCG 
CGCGCAGGTGGTTTAATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGTT 
AAACTTGAGTGCAGGAGAGAAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAAC 
ACCAGTGGCGAAGGCGGCTTTTTGGCCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGTCTCATAAGAGATCAGTGCTG 
CAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATA 
CTGTGAGGACACAAGAGATTGTGTTGTTCTGACCTTTGGTTAGACACAGATACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTCTAGTTGCCAGC 
AGTAAGATGGGGACTCTAGACAGACTGCCAGTGATAAACTGGAGGAAGGCGGGGATGACGTCAAATCATC 
ATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATAGGAACAAAGAGAAGCAAACTCGCGAGAG 
CAAGCAAACCTCATAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATC 
GCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACC 
ACGAGAGTTTGTAACACCCGAAGACGGTGGCCTAACCTTTAAGGAGGGAGCCGGTCACGGTGGGACAGAT 
GATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219846826|ref|NR_026418.1| Sulfitobacter pontiacus ChLG-10 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCACCTTCGGGTGAGCGGCGGACGGGTTAGTAAC 
GCGTGGGAACATACCCTTTTCTACGGAATAGCCTCGGGAAACTGAGAGTAATACCGTATAAGCCCTTCGG 
GGGAAAGATTTATCGGGAAAGGATTGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAG 
TCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGTGTGATGAA 
GGTCTTAGGATCGTAAAGCACTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTGGTTCGGAATTACTGGGCGTAAAGCGTAC 
GTAGGCGGATTGGAAAGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCCAAAACTATCAGT 
CTAGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACC 
AGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGTATACTGTTCGGTGACACAC 
CTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTG 
TGCTAACCCGAGAGATCGGGNGTTCACTTCGGTGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGTTCGGCT 
GGGCACTCTAAGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCT 
TACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAGCTGTCTCAGTTC 
GGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCG 
CTAACCTTCGGGGGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCC 


>gi|219846825|ref|NR_026417.1| Prevotella pallens strain 10371 16S ribosomal RNA, partial sequence 
CGCTAGCTATAGGCTTAACACATGCAAGTCGAGGGGAAACGGCATTATGTGCTTGCACATTTTGGACGTC 
GACCGGCGCACGGGTGAGTATCGCGTATCCAACCTGCCCTTTACTTGGGGGATAACCCCGTTGAAAGACG 
GCCTAATAACCCGATGTAATTCATTGATGGCATCAGATATGAATAAAAGATTTATCGGTAAAGGATGGGG 
ATGCGTCTGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCNACGATCAGTAGGGGTTCTGAGAGGA 
AGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCA 
ATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGCCCTATGGGTTGTAAACTGCTTTTAT 
ACGAGAATAATTTGATGCACGTGTGCGTTATTGCATGTATCGTATGAATAAGGACCGGCTAATTCCGTGC 
CAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGTGTAGGCGG 
TTTGTTAAGCGTGTTGTGAAATTTAGGTGCTCAACATTTAACTTGCAGCGCGAACTGTCAAACTTGAGTA 
CACGCAACGTATGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATTGCGA 
AGGCAGCATACGGGAGTGTAACTGACGCTTAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCT 
GGTAGTCCGCACAGTAAACGATGGATGCCCGCTGTTAGCGCCTGGCGTTAGCGGCTAAGCGAAAGCATTA 
AGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
AGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAATTGCAGAGGAATTATTT 
AGAGATAAATATGCCCTTCGGGGTCTCTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGT 
GTCGGCTTAAGTGCCATAACGAGCGCAACCCCTTTTCTTAGTTGCCATCAGGTAATGCTGGGCACTCTGG 
GAACACTGCCACCGCAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGG 
CTACACACGTGTTACAATGGCCGGTACAGAGGGATGGTGTAATGTAAATTGCATCAAATCTTAAAAGCCG 
GTCCCAGTTCGGACTGAGGTCTGCAACCCGACCTCACGAAGCTGGATTCGCTAGTAATCGCGCATCAGCC 
ATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGTGCCCT 
GAAGTTTCGTAACCGTAAGGAGCGACCTANGGGCAAAACTGGTAATTGGGGCTA 


>gi|219846824|ref|NR_026416.1| Deinococcus murrayi DSM 11303 16S ribosomal RNA, partial sequence 
AGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAGTCGAACGGCCCTCTTCGGAGGGCAGTGGCGCACG 
GGTGAGTAACGCGTAACTGACCTGCCCCCAAGTCTGGAATAACCCTCCGAAAGGAGGGCTAATACCGGAT 
GTGCTGTCCAGTCTTGTCTGGCCAGTAAAGGCGCGAGCCGCTTGGGGATGGGGTTGCGTTCCATCAGCTA 
GATGGTGGGGTAAAGGCCTACCAAGGCGACGACGGATAACCGGCCTGAGAGGGTGGCCGGTCACAGGGGC 
ACTGAGACACGGGTCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCCCAATGGACGAAAGTCTGAG 
GGAGCGACGCCGCGTGAGGGATGAAGGTCTTCGGATTGTAAACCTCTGAATCAGGGACGAAAGACGCTTT 
AGGCGGGATGACGGTACCTGAGTAACAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TGCAAGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTAGGCGGTACTTTAAGTCTGACTTTAAAGAC 
CGTGGCTGAACCACGGAAGTGGGTTGGATACTGGCGTGCTGGACCTCTGGAGAGACAACCGGAATTCCTG 


GTGTAGCGGTGGAATGCGTAGATACCAGGAGGAACACCGATGGCGAAGGCAGGTTCTTGGACAGAAGGTG 
ACGCTGAGGCGCGAAAGTGTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGATGT 
ACGTTGGCTGATGGCGGGATGCCGTCATGGGCGAAGCTAACGCGATAAACGTACCGCCTGGGAAGTACGG 
CCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCAGGTCTTGACATCCCATGAACCTTGCAGAGATGTGAGGGTGCCCTTCGGG 
GAACATGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGCCTTGTGTTGCCAGCAGTTCGGCTGGGCACTCACGAGGGACTGCCTGTGAAAGCAG 
GAGGAAGGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGACCTGGGCGACACACGTGCTACAATGGAT 
GGTACAACGCGCAGCCAAGTCGCGAGACTGAGCGAATCGCTGAAAGCCATCCCCAGTTCAGATCGGAGTC 
TGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAGTAGATTGCAGCTGAAACCGCCGGGAGCTTCACGGC 
AGGCGTCTAGGCTGTGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAACTGTACCGGAAGGTGCGGCTG 
GA 


>gi|219846823|ref|NR_026415.1| Corynebacterium falsenii CCUG 33651 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTGCTTGCAGGGGTACTCGAGT 
GGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAA 
TACCGGATAGGACCATGCTTTAGTGTGTGTGGTGGAAAGTTTTTTCGGTACAAGATGAGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCA 
CATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCTAGGGAAGAAG 
CCACTTGTGGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAA 
TCCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTGGAGTGCTGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTA 
ACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACG 
GTGGGCGCTAGGTGTGGGGATCTTTCTACGATTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATGCAGGATCGCTGCAGAGATGTAGTTTC 
CCTTGTGGTCTGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTATGGTGGGGACTCGCGAGAGACTGCCGGGGT 
TAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTAC 
AATGGTCGGTACAGAGGGTCGCGATACCGTGAGGTGGAGCTAATCCCTGAAAGCCGGTCTCAGTTCGGAT 
TGGAGTCTGCAACTCGACTCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCCA 
AACTCGTTAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGT 


>gi|219846822|ref|NR_026414.1| Thiolamprovum pedioforme strain DSM 3802 16S ribosomal RNA, partial 
sequence 
TTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAGAGGGCTTTG 
GCCTGAGTAGCGTGGCGGACGGGTGAGTAATGCGTGTGAACCGACCTCATCGTGGGGGATAACCCGGGGA 
AACTCGGGCTAATACCGCATACGACTACGGGTGAAAGGGGGCTTTGGCTCTCGTGGTGAGACGGGCTCAC 
GTCCGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGATAGGATGAT 
CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTTACGGGAGGCAGCAGNGGGGAATATTGGACAATG 
GGCGCAACGTGATCCAGCAATGCCGCGTGGGTGAAGAAGGCCTGCDGGTTGTAAAGCCCTTTCGGTGGGG 
AAGAAGTGTTGGGCACGCAGACTGCTTAGCATTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCG 
GTTGATGCAAGTCAGCTGTGAAAGCCCTGGGCTTAACCTGGGAATGGCAGTTGAAACTGCATGACTGGAG 
TCTGAGAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGGTGGC 
GAAGGCGGCCCCCTGGCTTAAGACTGACGCTGAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGGCGTAAACGATGTCGACTANNCGTGGGGCTCATTTAAGGGTTTCGTGGCGCACGTAA 
CGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGTTGGAGCATGTGGTTTAATTCGATGCAACGCGAANAACCTTACCAGCCCTTGACATCCCAAGAA 
TTCTGCAGAGATGTGGGAGTGCCTTCGGGAGCTTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCNTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGKBDAKGTGGG 
GACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAT 
GGGCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCGATCCTGTGAGGGGGAGCCAATCCC 
AGAAAACTGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGC 
GNATCAGCATGNCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGN 
TGCACCAGAAGCGGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGCGTGTGTCAATGA 


>gi|219846821|ref|NR_026413.1| Desulfovibrio intestinalis strain KMS2 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGTGAAAGGGGCTTCGGCCCTAAGTAAAGTG 
GCGCACGGGTGAGTAACACGTGGATAATCTGCCCTTATGATCGGGATAACAGTCGGAAACGGCTGCTAAT 
ACCGGATACGCTCAAAATGAACTTTTTGAGGAAAGGTGACCTCTGCTTGCAAGTTACTGCATGAGGATGA 
GTCCGCGGCCCATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCAACGATGGGTAGCCGATTTGAGAG 
GATGATCGGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCG 
CAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGTTTTCGGATCGTAAACCTCTGTCA 
GAAGGGAAGAAACCGCACCGTGCTAATCAGCGGTGCATTGACGGTACCTTCAAAGGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACG 
TAGGCTGCTTTGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTTGATACTGCTTAGC 
TTGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCA 


GTGGCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGATGTCGGGGAGTATTCTTCGGTGTCGTAGTTA 
ACGCGTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACATCCACGGA 
ACCTCTCCGAAAAGAGAGGGTGCCCTTCGGGGAGCCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGAATAGTTGCCAGCAAGTAATGTT 
GGGCACTCTATTCAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCT 
TACGCCTAGGGCTACACACGTACTACAATGGCGCGCACAAAGGGAAGCGAGACCGCGAGGTGGAGCCAAT 
CCCAAAAAACGCGTCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAAT 
TCGAGATCAGCATGCTCGGGTGGATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTC 
GGTTTTACCCGAAGTCGGTGAGCCAACCAGCAATGGGGGCAGCCGCCTACGGTAGGGCTGATGATTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCT 


>gi|219846820|ref|NR_026412.1| Terracoccus luteus strain DSM 44267 16S 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGATCAAGCTTGCTTGGTCGGATCA 
GTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCAGACTCTGGGATAACTTCGGGAAACCGGAGCT 
AATACCGGATATGACACTCGCACGCATGTGCTGGGTGTGGAAAGTTTTTCGGTCTGGGATGGGCTCGCGG 
CCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAA 
GAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGTTTGTCGCGTCTGCTGTGAAA 
ATCGGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTA 
CTGACACTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGT 
TGGGAACTAGGTGTGGGTCTCATTCCACGAGATCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATT 
AATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGACGCATCCAGAGATGGGTGTTCC 
TTCGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCCATGTTGCCAGCAACACTTCGGTGGTTGGGGACTCATGGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGC 
TACAATGGCCGGTACAAAGGGCTGCGAAACCGCGAGGTGGAGCGAATCCCAAAAAACCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGC 
CCAACTGCCTTGTGCAGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAG 
CCGTACCGG 


ribosomal RNA, partial sequence 


>gi|219846819|ref|NR_026411.1| Desulfosporosinus orientis strain DSM 765 16S ribosomal RNA, partial 


sequence 
ACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGAATTGAATAAGCTTGCTTAGACAATTCTTAG 
TGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCCATAAANCCGGGACAACCCTTGGAAACGAGGGCTA 
ATACCGGATATCTTAGATNCTGGCATCAGGATATAAGGAAAGATGGCCTCTGAACATGCTATCGATTATG 
GATGGACCCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCCGGCCT 
GAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATC 
TTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGATGAAGGTCTTCGGATTGTAAAGTAC 
TGTCATTGGGGAAGAACGGTCTTTTTGAAAATATTGAGGAGACATGACGGTACCCAAGGAGGAAGCCCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAG 
GGCGCGTAGGCGGATGCTTAAGTCCGGTGTGAAAGATCAGGGCTCAACCCTGAGAGTGCATCGGAAACTG 
GGTATCTTGAGGACAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGA 
ACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTAGAGGGTATCGACCCCTTCTGT 
GCCGCAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGA 
CATCCACAGAACTCCGTGGAAACATGGAGGTGCCCCTTCGGGGAGCTGTGAGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAANNNCCGCAACGAGCGCAACCCCTGTATTTAGTTGCTAN 
CGAGTAAGGTCGAGCACTCTAGATAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGGTACAGACGGAAGCGAAGCCGCGAG 
GTGAAGCCAATCCGAGAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAA 
TCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAAAGTCTGCAACACCCGAAGCCGGTGGGGTAACCCGCAAGGGGAGCTAGCCGTCGAAGGTGGGGC 
CGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGA 


>gi|219846818|ref|NR_026410.1| Desulfotomaculum kuznetsovii strain DSM 
sequence 

TAACACATGCAAGTCGAGCGCTCTTGGAGGTTGGAGGTTAGAGGTTAGAAGTTGGATTAAGAAGGAATTC 
GGCGGAGGCGAATTCCAACAAGGTCCAACATCTAATTTCCAACTTCCAACCTCCAAGGGAGCGGCGGACG 
GGTGAGTAACGCGTGGATAACCTGCCCATTAGACCGGGATAACGCCGGGAAACTGGCGCTAATACCGGAT 
ACGCTCCTTGAGCCGCATGGCACGAGGAGGAAAGGGGTAACCCGCTAATGGATGGGTCCGCGTCCCATTA 
GCTAGATGGTGGGGTAACGGCCTACCATGGCGACGATGGGTAGCCGGCCTGAGAGGGTGACCGGCCACAC 
TGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCC 
TGACGGAGCGACGCCGCGTGAGCGAGGAAGGCCTTCGGGTCGTAAAGCTCTGTTCTGGGGGAAGAAGAGG 
GTGACGGTACCCCAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAG 
CGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTCAAGAAGTCAGGGGTGAAATACCGCAGC 


6115 16S ribosomal RNA, partial 


TCAACTGCGGGGGTGCCTCTGAAACCATTGGGCTTGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAG 
CGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGGCCCTGACGCTG 
AGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTGCTA 
GGTGTTGGGGGGATAGGACCCTTCAGTGCCGTAGCAAACGCAATAAGCACCCCGCCTGGGGAGTACGGCC 
GCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGC 
AACGCGAAGAACCTTACCAGGGCTTGACATCCCCTGACGGCCGTGGAAACACGGATTTCACGGGAGTAAT 
CTCGTGACAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTACGGTTAGTTGCTAACGGGTAAAGCCGAGCACTCTAGCCGGACTGTCGTTGAC 
AAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACA 
ATGGCCGGTACAAAGGGCAGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATT 
GCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCCGACAACACCCGAAGCCGGTGAGCTAAC 
CCAGCACTCAACTGAGTGTTTGCAGTATGCGTCAGGTAAACCTTGTTCATCCGGGAAGGATGGGTTTGGC 
ATAAGTAACTGTAAACACCGAGTTTGAGTGCTGGGGG 


>gi|219846817|ref|NR_026409.1| Desulfotomaculum guttoideum strain DSM 4024 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGGATGAACGCTGGTGGCGTGCTTAACACATGCAAGTCGAGCGAAGCGATTCAAATGAA 
GTTTTCGGATGGATTTTGAATTGACTTAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATAC 
AGGGGGATAACAGTCGGAAACGACTGCTAATACCGCATAAGCACACAGTGCCGCATGGTACGGTGTGAAA 
AACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCGAC 
GATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTATT 
TCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGA 
CGGCACTGCAAGTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGGTGCTAGA 
GTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG 
CGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGGAGCAAAGCTCTTCGGTGCCGCCGCTAA 
CGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCGGAATGA 
CCGGGATGTAACGATCCCTTCCCTACGGGGCATTCCAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAAGTCAAGTTGGG 
CACTCTGGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GATTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCAAAGGAGCGATCTGGAGCAAACCCC 
AAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGC 
GGATCAGAATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGT 
AACGCCCGAAGTCAGTGACCCAACCGTAAGGAGGGAGCTGCCGAAGGCGGGACTGATAACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTATCGGAA 


>gi|219846816|ref|NR_026408.1| Sulfurospirillum arcachonense strain F1F6 16S ribosomal RNA, partial 
sequence 
AGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTCTTGCTTGCAAGAGTGGATTA 
GTGGCGAACGGGTGAGTAATATATAGCTAACCTGCCCCTTAGAGAGGGACAACAGTTGGAAACGACTGCT 
AATACCTCATACTCCTTCTTAACATAAGTTAAGTTGGGAAAACTCCGGTGCTAAGGGATGGGGCTTTACG 
GTATCAGGTAGTTGGTGGGGTAAAAGCCTACCAAGCCAATGACGCCTAGCTGGTCTGAGAGGATGATCAG 
CCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGG 
AAACCCTGATGCAGCAACGCCGCGTGGAGGATGACGCATTTCGGTGTGTAAACTCCTTTTATATCCCAAG 
ATAATGACGGTAGGATATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGC 
AAGCGTTACTCGGAATCACTGGGCGTAAAGGATGCGTAGGCGGATAATCAAGTCAAAAGTGAAATCCCAC 
GGCTTAACCGTGGAACTGCTTTCGAAACTGGTTATCTAGAATATGGAAGAGGCAGATGGAATTAGTGGTG 
TAGGGGTAAAATCCGTAGAGATCACTAGGAATACCGATTGCGAAGGCGATCTGCTGGGACATTATTGACG 
CTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCACA 
CTAGTTGTTGCGATGCTCGTCATTGCAGTAATACAGTTAACACATTAAGTGTGCCGCCTGGGGAGTACGG 
TCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GATACGCGAAGAACCTTACCTGGACTTGAAATCCTTGGAATCTTTCAGAGATGAGAGAGTGCTAGTTTAC 
TAGAACCAAGTGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTCCTTAGTTGCTAACAGTTCGGCTGAGCACTCTAAGGAGACTGCCTTCGTAAGG 
AGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGG 
TTGGGACAAAGAGCAGCGATACCGCGAGGTGGAGCAAATCTTAAAACCCAATCTCAGTTCGGATTGGAGT 
CTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCAATGCTACGGTGAATACGTTC 
CCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACTCGAAGCCGGAATACTAGATTAG 
TTACCGTCCACAGTGGAATTAGCGACTGGGGTG 


>gi|219846815|ref|NR_026407.1| Desulfuromonas thiophila strain NZ27 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAAAGGGGCTTCGGCCCTGAGTAAAGTG 
GCGCACGGGTGAGTAACACGTGGATAATCTGCCTGATGATCTGGGATAACATTTCGAAAGGAGTGCTAAT 
ACCGGATAAGCCCACAGCAACCTCGGTTGCAGCGGGAAAAGGGGGCCTCTTCCTGAAAGCTTCTGTCATT 
AGATGAGTCCGCGGTCCATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGATGGATAGCTGGTT 
TGAGAGAATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
TTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCT 
CTGTCAGGAGGAAAGAAACTCCAGAAGGCTAATATCCTTTTGGACTGACGGTACCTCCAAAGGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAA 


GCGCGTGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCCGGGCTTAACCTGGGAAGTGCATTGGAAACT 
GGGAAACTTGAGTACGGGAGAGGGAAGTGGAATTTCGAGTGTAGGGGTGAAATCCGTAGATATTCGAAGG 
AACACCGGTGGCGAAGGCGGCTTCCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTTGCGGGTATTGACCCCTGCAG 
TGCCGAAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTG 
ACATCCCGATCGTACGATATGGAAACATATTGGTCAGTTCGGCTGGATCGGTGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCA 
TCATTAAGTTGGGCACTCTAAGGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGACGACGTCAAGTCA 
TCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGATACCGCAAGG 
TGGAGCAAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGGGAGTTGATTGTACCTGAAATCGGTGAGCTAACCTTTCAGGAGGCAGCCGCTTATGGTATGGTCGG 
TAACTGGGGTG 


>gi|219846814|ref|NR_026406.1| Antarctobacter heliothermus strain EL-219 16S ribosomal RNA, partial 
sequence 
GGCGGCAGGCCTAACACATGCAAGTCGTGCGCGCCCTTCGGGGTGAGCGGCGGACGGGTGAGTAACGCGT 
GGGAATATGCCCTTCTGTTGAGGATAGCCCTGGGAAACTGGGAGTAATACTCGATACGCCCTCCGGGGGA 
AGGAAGGATTAGCCCGCGTTAGATTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGATCTATAGC 
TGGTTTTAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTCGTA 
AAGCTCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCAGAA 
AGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCATAAACTCCTGGTCTTGAGTTCGAGAGA 
GGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGC 
TCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACACCGTAAACGATGAATGCCAGTCGTCGGCAAGCATGCTTGTCGGTGACACACCTAACGGATTAAGCA 
TTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATACTTGTCTCGCTCCAGAGA 
TGGAGCTTTCAGTTAGGCTGGACAAGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TCGGTTAAGTCCGGCAACGAGCGCAACCCACATCTTCAGTTGCCAGCAGTTCGGCTGGGCACTCTGGAGA 
AACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTA 
CACACGTGCTACAATGGCATCTACAATGGGTTAATCCCCAAAAGATGTCTCAGTTCGGATTGGGGTCTGC 
AACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGATTGGTTCTACCTGACGGCCGTGCGCTAACCTTCGGGAGG 
CAGCGGACCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCT 


>gi|219846813|ref|NR_026405.1| Roseovarius tolerans strain Ekho Lake-172 16S ribosomal RNA, partial 
sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGAACCCTTCGGGGTTAGCGGCGGACGGGTGAGTAACGCGT 
GGGAACGTACCCTCTTCTGCGGAATAGCCACTGGAAACGGTGAGTAATACCGCATACGCCCTTCGGGGGA 
AAGATTTATCGGAGGAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTA 
CGATCCATAGCTGGTTTTAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGTGTGACGAAGGCC 
TTAGGGTCGTAAAGCACTTTCGCCTGTGATGATAATGACAGTAGCAGGTAAAGAAACCCCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAG 
GCGGATCAGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTTCTGGTCTGG 
AGTTCGAGAGAGGTGAGTGGAATTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAGGAACACCAGTG 
GCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGCAAGCATGCTTGCGGTGACACACCTAAC 
GGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTGATCGC 
GGATCGCGGAGACGCTTTCCTTCAGTTCGGCTGGATCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCCTAGTTGCCAGCAGTTCGGCTG 
GGCACTCTATGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTT 
ACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAATGGGTTAATCCCCAAAAACCATCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGACGGCCGTGCGC 
TAACCTCTTCGGAGGAGGCAGCGGACCACGGTAAGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTAGGGGAACCTGCGGCT 


>gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei strain YH-15 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGCTCTCCCAAATTGATTTTATGCTTGCA 
TAAATGATTTTTGGATTCGGAGCGAGTGGCGAACTGGTGAGTAACACGTGGGTAACCTGCCCCGAAGCGG 
GGGATAACATTTGGAAACAAGTGCTAATACCGCATAATTAGTTGGAACCGCATGGTTCCAACTTGAAAGA 
TGGCTCTGCTATCACTTTGGGATGGACCCGCGCCGTATTAGTTAGTTGGTGAGATAAAAGCCCACCAAGA 
CGATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAG 
GTTTTCGGATCGTAAAACTCTGTTGTTAAAGAAGAACAAGTGTTAGAGTAACTGTTAACACTTTGACGGT 
ATTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCC 
GGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTGTAAGTCTGCTGTGAAAGCCCTCAGCTCAACTGA 
GGAAGTGCAGTGGAAACTACAAAACTTGAGTACAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGAAA 


TGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTTACTGACGCTGAGGCTCGA 
AAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATACTAGGTGTTGG 
AGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGACCGCAAGGTT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGATGCTACGCGAA 
GAACCTTACCAGCTCTTGACATCTTCTGCCAACCCAAGAGATTGGGCGTTCCCTTCGGGGACAGAATGAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATTATTAGTTGCCAGCATTTAGTTGGGCACTCTAGTGAGACTGCCGGTGATAAACCGGAGGAAGGTGGG 
GACGACGTCAAATCATCATGCCCCTTATGAGCTGGGC TACACACGTGCTACAATGGATGGTACAACGAGT 
CGCGAAACCGCGAGGTCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCT 
GCATGAAGTTGGAATCACTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGACGATGGGGTAACCTTTTAGGAGCTAGTCGT 
CTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGT 


>gi|219846810|ref|NR_026402.1| Deinococcus radiophilus strain DSM 20551 16S ribosomal RNA, partial 
sequence 
AGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAGTCGAACGGCCCAGCTTGCTGGGCAGTGGCGCACG 
GGTGAGTAACACGTGACTGACCTACCCCGAAGTTCTGAATAACCTGGCGAAAGTCGGGCTAATACAGGAT 
GTGCAGTATCGCTGTGGCGATACTGCAAAGGTTTACCGCTTTGGGATGGGGTTGCGTTCCATCAGCTAGA 
TGGTGGGGTAAAGGCCTACCATGGCGACGACGGATAGCCGGCCTGAGAGGGTGGCCGGCCACAGGGGCAC 
TGAGACACGGGTCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCACAATGGGCGAAAGCCTGATGG 
AGCGACGCCGCGTGAGGGATGACGGTTTTCGGATTGTAAACCTCTGAATCAGGGACGAAAGGGCCTTTAT 
GGCAGATGACGGTACCTGAGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTG 
CGAGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTACGCGGGATGTTAAGTCCGGTCTTAAAGACCG 
CAGCTCAACTGCGGGAGTGGACTGGATACTGGCACTCTGGACCTCTGGAGAGGTAGCTGGAATTTCTGGT 
GTAGCGGTGGAATGCGTAGATACCAGAAGGAACACCAATGGCGAAGGCAGGTTACTGGACAGAAGGTGAC 
GCTGAGGCGCGAAAGTGTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGATGTAC 
GTTGGCAGATCGCAGGATGCTGTGATTTGCGAAGC TAACGCGATAAACGTACCGCCTGGGAAGTACGGCC 
GCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGC 
AACGCGAAGAACCTTACCAGACCTTGACATCCACAGAACGCCGCGGAAGCGCGGCGGTGCCCTTCGGGGA 
ACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGCCTTTAGTTGCCAGCATTTAAGTTGGGCACTCTAGAGGGACTGCCTGTGAAAGCAGGA 
GGAAGGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGGTCTGGGCTACACACGTGCTACAATGGCCAG 
TACAACGCGCAGCAAACTTGCGAGAGTGAGCGAATCGCTAAAAGCTGGCCTCAGTTCAGATTGGAGTCTG 
CAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGTGGGTCAGCATACCGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCATGGGAGTAGATTGCAGCTGAAACCGCTGGGAGCCGCAAGGCAG 
GCGTCTAGGCTGTGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAGGTGTACCGGAAGGTGCGGCTGGA 


>gi|219846809|ref|NR_026401.1| Deinococcus radiodurans strain DSM 20539 16S ribosomal RNA, partial 
sequence 
AGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAGTCGAACGCGGTCTTCGGACCGAGTGGCGCACGGG 
TGAGTAACACGTAACTGACCTACCCAGAAGTCACGAATAACTGGCCGAAAGGTCCGCTAATACGTGATGT 
GGTGATGCACCGTGGTGCATCACTAAAGATTTATCGCTTCTGGATGGGGTTGCGTTCCATCAGCTGGTTG 
GTGGGGTAAAGGCCTACCAAGGCGACGACGGATAGCCGGCCTGAGAGGGTGGCCGGCCACAGGGGCACTG 
AGACACGGGTCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCACAATGGGCGCAAGCCTGATGGAG 
CGACGCCGCGTGAGGGATGAAGGTTTTCGGATCGTAAACCTCTGAATCTGGGACGAAAGAGCCTTAGGGC 
AGATGACGGTACCAGAGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAA 
GCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTACGCGGAAATTTAAGTCTGGTTTTAAAGACCGGGG 
CTCAACCTCGGGGATGGACTGGATACTGGATTTCTTGACCTCTGGAGAGGTAACTGGAATTCCTGGTGTA 
GCGGTGGAATGCGTAGATACCAGGAGGAACACCAATGGCGAAGGCAAGTTACTGGACAGAAGGTGACGCT 
GAGGCGCGAAAGTGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGATGTACGTT 
GGCTAAGCGCAGGATGCTGTGCTTGGCGAAGCTAACGCGATAAACGTACCGCCTGGGAAGTACGGCCGCA 
AGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGAAGAACCTTACCAGGTCTTGACATGCTAGGAACTTTGCAGAGATGCAGAGGTGCCCTTCGGGGAACC 
TAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGCCTTTAGTTGTCAGCATTCAGTTGGACACTCTAGAGGGACTGCCTATGAAAGTAGGAGGAA 
GGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGTCCTGGGCGACACACGTGCTACAATGGGTAGGACA 
ACGCGCAGCAAACCCGCGAGGGTAAGCGAATCGCTAAAACCTATCCCCAGTTCAGATCGGAGTCTGCAAC 
TCGACTCCGTGAAGTTGGAATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTAGATTGCAGTTGAAACCGCCGGGAGCTTTGCGGCAGGCGT 
CTAGACTGTGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAACTGTACCGGAAGGTGCGGCTGGA 


>gi|219846808|ref|NR_026400.1| Deinococcus proteolyticus strain DSM 20540 16S ribosomal RNA, partial 
sequence 
AGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAGTCGAACGGGGTCTTCGGACCCAGTGGCGCACGGG 
TGAGTAACACGTGACTGACCTACCCCGAAGTTCTGAATAACCTGGCGAAAGTCGGGCTAATACAGGATGC 
GCAGTATCGCTGTGGCGATACTGCAAAGATTTATCGCTTCGGGATGGGGTTGCGTTCCATCAGCTAGTTG 
GTAGGGTAAAGGCCTACCAAGGCGACGACGGATAGCCGGCCTGAGAGGGTGGCCGGCCACAGGGGCACTG 
AGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCACAATGGGCGAAAGCCTGATGGAG 
CGACGCCGCGTGAGGGATGACGGTCTTCGGATTGTAAACCTCTGAACTAGGGACGAAAGACGCGTAAGCG 
GGATGACGGTACCTAGGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGA 
GCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTACGCGGCTTGTTAAGTCTGGTTTTAAAGGCTGAGG 
CTCAACCTCAGAAATGGACTGGATACTGGCAAGCTTGACCTCTGGAGAGGTAACTGGAATTTCTGGTGTA 
GCGGTGGAATGCGTAGATACCAGAAGGAACACCAATGGCGAAGGCAAGTTACTGGACAGAAGGTGACGCT 


GAGGCGCGAAAGTGTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGATGTACGTT 
GGCCTAGCGCAGGATGCTGTGTTGGACGAAGCTAACGCGATAAACGTACCGCCTGGGAAGTACGGCCGCA 
AGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGAAGAACCTTACCAGACCTTGACATGCACGGAACGCGCTGGAAGCAGCGCGGTGCCCTTCGGGGAACC 
GTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGCCTTTAGTTGCCAGCATTTGGTTGGGCACTCTAGAGGGACTGCCTGTGAAAGCAGGAGGAA 
GGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGGTCTGGGCTACACACGTGCTACAATGGCCGGTACA 
ACGCGCAGCGAACTTGTGAGAGTAAGCGAATCGCTAAAAGCCGGCCTCAGTTCAGATTGGAGTCTGCAAC 
TCGACTCCATGAAGTTGGAATCGCTAGTAATCGTGGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTAGATTGCAGCTGAAACCGCTGGGAGCCGCAAGGCAGGCGT 
CTAGGCTGTGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAGGTGTACCGGAAGGTGCGGCTGGA 


>gi|219846807|ref|NR_026399.1| Deinococcus grandis strain DSM 3963 16S ribosomal RNA, partial sequence 
AGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAGTCGAACGGGCTCTTCGGAGCCAGTGGCGCACGGG 
TGAGTAACGCGTAACTGACCTACCCCAAAGTCGCGGATAACGATTCGAAAGAATCGCTAATACGTGATGT 
GCTGTTCCATCGTGTTGGATCAGTAAAGATTTATTGCTTTGGGATGGGGTTGCGTTCCATCAGCTAGTTG 
GTGGGGTAAAGGCCCACCAAGGCGACGACGGATCGCCGGCCTGAGAGGGTGGCCGGCCACAGGGGCACTG 
AGACACGGGTCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCACAATGGGCGAAAGCCTGATGGAG 
CGACGCCGCGTGAGGGATGAAGGTCTTCGGATCGTAAACCTCTGAATCAGGGACGAAAGACACTTTATGT 
GGGATGACGGTACCTGAGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCA 
AGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTACGCGGACACTTAAGTCTGGTTTTAAAGACTGCG 
GCTCAACCGCAGGGATGGACTGGATACTGGGTGTCTTGACCTCTGGAGAGAGAACTGGAATTCCTGGTGT 
AGCGGTGGAATGCGTAGATACCAGGAGGAACACCAATGGCGAAGGCAGGTTCTTGGACAGAAGGTGACGC 
TGAGGCGCGAAAGTGTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGATGTACGT 
TGGCTAACCGCAGGATGCTGTGGTTGGCGAAGCTAACGCGATAAACGTACCGCCTGGGAAGTACGGCCGC 
AAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGAAGAACCTTACCAGGTCTTGACATGCATGGAACTCCTGAGAGATCAGGAGGTGCCCTTCGGGGAGC 
CATGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTACCTTTAGTTGCCAGCATTGAGTTGGGCACTCTAGAGGGACTGCCTATGAAAGTAGGAGGA 
AGGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGACCTGGGCTACACACGTGCTACAATGGATGGGAC 
AACGCGCAGCCAACTTGCGAAAGTGAGCGAATCGCTGAAACCCATCCCCAGTTCAGATCGGAGTCTGCAA 
CTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTAAATTGCAGCTGAAACCGCCGGGAGCCTCACGGCAGGCG 
TCTAGGCTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAACTGTACCGGAAGGTGCGGCTGGA 


>gi|219846806|ref|NR_026398.1| Thiorhodococcus minor strain CE2203 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGCGAAAGTCCTTCGGGGTGAGTAGAGTGGC 
GGACGGGTGAGTAACGCGTGGGAATCTGCCTAGTGGTGGGGGATAACCCGGGGAAACTCGGGCTAATACC 
GCATACGCCCTACGGGGGAAAGGGGGCTTCGGCTCTCGCTGCTAGATGAGCCCACGTCCGATTAGCTAGT 
TGGTGGGGTAAAGGCTCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCC 
AGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTTGGGAAGAAAAGGTCGGTG 
TTAATACCATTGGCTTTTGACGTTACCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGTTGAGTCAGTCAGC 
TGTGAAAGCCCCGGGCTTAACCTGGGAACTGCAGTTGATACTGCTCGACTCGAGTCTGAGAGAGGGGGGT 
GGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGG 
CTTAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGCTGTCGACTAGCCGTGGGGCTCATTTAAGGGTTTTGTGGCGCAGCTAACGCGATAAGTCGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCTCGGGACTTGGCAGAGATGCCT 
TGGTGCCTTCGGGAGCCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACTTCGGGTGGGAACTCTAAGGAGACTGC 
CGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACG 
TGCTACAATGGTCGGTACAGAGGGTCGCGACCCCGCGAGGGTGAGCCAATCTCAGAAAACCGATCGTAGT 
CCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGTAGATA 
GCCTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTCAATGACTGGGGTG 


>gi|219846805|ref|NR_026397.1| Thermoanaerobacter mathranii strain A3 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGTCCGGCACTCAACGTAGT 
TGGGTGGCGGATAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTTAAGACCGGGATAGCACCT 
CGAAAGGGGTGGTAATACTGGATAAGCTCCTTATAGGGCATCCTATAGGGAGGNAAGGGAAGCGCAAGCT 
ACCGCTTAAGGATGGGCCCGCGTCCCATCAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGG 
TAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATCTTGGGCAATGGGCGGAAGCCTGACCCAGCGACGCCGCGTGGGNGAGGAAGGCCTTCGGGT 
TGTAAACCCCGTTAGTGTGGGAAGAAGGGATGACGGTACCACACGAAAGCCCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCA 
ATCAAGTCAGGTGTAAAAGACCCGGGCTCAACCCGGGGGTAGCATCTGAAACTGATTGGCTAGAGGGCAG 
GAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGG 
CGACTCTCTGGACTGGCCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCTGTAAACGATGGGTACTAGGTGTGGGGCGCGGAAGCGTTCCGTGCCGTAGCGAACGCAATA 
AGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAA 


CCGAAAGGGGAGCGACCTTACCGGGAGGTAAGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTGCCAGCGGGNNNNGCCG 
GGCACTCTAGGGGGACTGCCGTGGAGGACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTAA 
ATGCCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGGAGCGAAGCCGTGAGGCGGAGCGAATC 
CCAAAAAGCCGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATC 
GCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGCCT 
GCGACACCCGAAGCCGGTGACCCAACCGGGAAGGAGGGAGCCGTCGAAGGTGGNGCAGGTGATTGGGGTG 
AAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCT 


>gi|219846804|ref|NR_026396.1| Corynebacterium mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial 
sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAAGCTTGCTTGGGTACTCGAGTGGCGAACG 
GGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGAT 
AGGACGATGGTTTGGATGCCATTGTGGAAAGTTTTTTCGGTGTGGGATGAGCTCGCGGCCTATCAGCTTG 
TTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATG 
CAGNGACGCCGCGTGGGGGATGACGGCCTTCGGGNTGTAAACTCCTTTCGCTAGGGACGAAGCGTTTTGT 
GACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCG 
TTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGTAAGCCCGCAGCTT 
AACTGCGGGACTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGC 
GGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGA 
GGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAG 
GTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCTGGGCTTGACATACACCAGATCGCCGTAGAGATACGGTTTCCCTTTGTGGTTG 
GTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGTCTTATGTTGCCAGCAGCTGATGGTGGGGACTCNTGAGAGACTGCCGGGGTTAACTCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTA 
CAACGCGCATGCGAGCCTGTGAGGTGGAGCGAATCGCTGAAAGCCGGTCGTAGTTCGGATTGGGGTCTGC 
AACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACAGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTGTTACAGGGA 
GCTGTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 


>gi|219846803|ref|NR_026395.1| Pseudomonas graminis strain DSM 11363 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGAAGAG 
AGCTTGCTCTCTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAAC 
GTCTCGAAAGGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTA 
TCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGG 
TCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAG 
CACTTTAAGTTGGGAGGAAGGGCAGTAAGCGAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCAC 
CGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGCGCGTAGGTGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAAC 
TGGCAAGCTAGAGTAGGGCAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAG 
GAACACCAGTGGCGAAGGCGACCACCTGGGCTCATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAAGCCTTGAGCTTTTAG 
TGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTG 
ACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCA 
CATTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCTAAGCCGCGAGGT 
GGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATC 
GCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|219846802|ref|NR_026394.1| Corynebacterium singulare strain IBS B52218 16S ribosomal RNA, partial 
sequence 
ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTAGCTTGCTGAGGTGCTCGAG 
TGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTTGTACTCTGGGATAAGCTTGGGAAACTGGGTCTA 
ATACCGGATAGGAACTGCCTTTAGTGTGGTGGTTGGAAAGTTTTTTCGGTGCAAGATGAGCTCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCC 
ACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGA 
AGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGACAGGGACGAA 
GCTTTTTGTGACGGTACCTGTATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATT 
CCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCC 
TGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTTAC 
TGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGT 
GGGCGCTAGGTGTAGGGGGCTTCCACGTCTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAA 
TTCGATGCAACNCGAAGAACCTTACCTGGGCTTGACATACACCAGATCGCTGCAGAGATGTAGTTTCCCT 


TGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCTTATGTTGCCAGCATTTNGTTGGGGACTCATGAGAGACTGCCGGGGTTAACT 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
TCGGTACAACGCGCAGCGACACTGTGAGGTGGAGCGAATCGCTGAAAGCCGGTCTTAGTTCGGATTGGGG 
TCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGTAGATCAGCAATGCTGCGGTGA 


>gi|219846801|ref|NR_026393.1| Facklamia hominis strain ATCC 700628 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACGGAGCTAGGAACTGAACCCGGCAAAGTT 
AGTGGCGCACGGGTGAGTAACACGTGGAGAACCTACCCTTTTGCGGGGGATAACCATTGGAAACGATGAC 
TAATACCGCATAGAATCGCAGATCGCATGATCAACGAAGGAAAGACGGCTTCGGCTGTCGCAAAAGGATG 
GCTCCGCGGTGCATTAGCTAGATGGTGGGGTAACGGCCTACCATGGCAATGATGCATAGCCGACCTGAGA 
GGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGANTCTTCC 
GCAATGGGCGCAANNCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTCTTCGGATCGTAAAGCACTGTT 
GTTAGAGAAGAACGACCGCTAGAGTAACTGTTAGCGGAGTGACGGTATCTAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGC 
GCAGGCGGTGACTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGTCA 
CTTGAGTNCAGAAGAGGAAAGNGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACC 
AGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTTCAGTGCTGG 
AGTTAACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCT 
CTTGCATAGCCTAGAGATAGGTGAAGCCCTTCGGGGCAAGAAGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCACTAGTTGCCAGCATTCAGAT 
GGGGACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGAACTCGCAAGGGCAAGCGAAT 
CTCTTAAAGCCATTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAACATGAAGCCGGAATCGCTAGTAAT 
CGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTT 
TGTAACACCCGAAGCCGGTGGCCTAACTTTATGAAGCCGTCGAAGGTGGGACAGATGATTGGGGTGAAGT 
CGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGG 


>gi|219846800|ref|NR_026392.1| Xanthomonas sacchari strain LMG 471 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAMCGGCAGCACAGGAGAGCTTGCTCTCTGGGTG 
GCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTGGGGGATAACGTAGGGAAACTTAC 
GCTAATACCGCATACGACCTTAGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGATAGATGAGCCGAT 
GTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGG 
GCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGA 
AAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTG 
GTNGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGAGT 
GTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCTGTGGCG 
AAGGCGGCCATCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAACTTGGCACGCAGTATCGAAGCTAAC 
GCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAAC 
TTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGA 
ACTTTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
ACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAGCCGGCGACGGTGAGCCAATCCCA 
GAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
GATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGT 
TGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846799|ref|NR_026391.1| Xanthomonas codiaei strain LMG 8678 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGNNCGGCAGCACAGTAAGAGCTTGCTCTTATGGG 
TGNCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGTTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAATCGGTTAATACCCGGTTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGATTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCC 


CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846798|ref|NR_026390.1| Xanthomonas bromi strain LMG 947 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGMRCGGCAGCACAGTAAGARCTTKCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGYCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846797|ref|NR_026389.1| Xanthomonas cassavae strain LMG 673 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAARCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCARCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGC TGCAAACCCGCGAGGGCAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGSCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846796|ref|NR_026388.1| Xanthomonas vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGYGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGYAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGTAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 


CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae strain LMG 690 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCARCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGRTCACTAGA 
GTGTGGTAGAGGGTAGYGGAATTCCCGGTGTAGCAGTGAAATGCGTWGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGTAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846794|ref|NR_026386.1| Xanthomonas hortorum strain LMG 733 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTCATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846793|ref|NR_026385.1| Xanthomonas pisi strain LMG 847 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCARCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 


GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846792|ref|NR_026384.1| Xanthomonas melonis strain LMG 8670 16S 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTGGTAGCAATACCATGGGTG 
GCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTGGGGGATAACGTAGGGAAACTTAC 
GCTAATACCGCATACGACCTTAGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGATAGATGAGCCGAT 
GTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGG 
GCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGA 
AAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTG 
GTTGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGCAACTAGAGT 
GTGGTAGAGGATGGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCTGTGGCG 
AAGGCGGCCATCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAACTTGGCACGCAGTATCGAAGCTAAC 
GCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAAC 
TTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTCATGGTGGGA 
ACTTTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
ACCAGGGCTACACACGTACTACAATGGTGAGGACAGAGGGCTGCAAACTCGCGAGAGTGAGCCAATCCCA 
GAAACCTCATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
GATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGT 
TGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846791|ref|NR_026383.1| Xanthomonas vasicola strain LMG 736 16S 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGTTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846790|ref|NR_026382.1| Sandaracinobacter sibiricus strain RB16- 


sequence 

CATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTTCTAGTGGCGCACGGGTGCGTAACGCGTGGGA 
ATCTGCCCAGAGGTTCGGAATAACACAGAGAAATTTGTGCTAATACCGGATGATGTCGCAAGACCAAAGA 
TTTATCGCCTTTGGAGGAGCCCGCGTAGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGAT 
CCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCG 
GGTTGTAAAGCTCTTTTACCCGGGAAGATAATGACTGTACCGGGAGAATAAGCCCCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGG 
TCTTTTAAGTCAGAGGTGAAAGCCCGGGGCTCAACTCCGGAATTGCCTTTGAAACTGGAAGACTTGAACA 
CGGGAGANGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGA 
AGGCGGCTCACTGGACCGTTGTTGACGCTGATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGACGACTAGCTGTCGGGGCTCTTAGAGTTTCGGTGGCGCAGCTAACGC 
ATTAAGTCGTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCTGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGGTAGGACGAC 
TTCCAGAGATGGATTTCTCCCTTCGGGGCCTACACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCAACCATTCAGTTGTGCACTC 
TAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCT 
GGGCTACACACGTGCTACAATGGCGGTGACAGAGGGTTGCCACTCCGCGAGGAGGAGCTAATCCCAAAAA 
GCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCA 
GCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTGACC 
CGAAGACAGTGGGCTAACCCGCAAGGGAGGCAGCTGGCCACGGTCGGTTCAGCGACTGGGGTGAAGTCGT 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


17 16S ribosomal RNA, partial 


AACAAGGTAGCCGTAGG 


>gi|219846789|ref|NR_026381.1| Magnetospirillum magnetotacticum strain DSM 3856 16S ribosomal RNA, 
partial sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGAAGTCTTCGGACTTAGTGGCGCACGGGTG 
AGTAACACGTGGGAATATACCTCTTGGTGGGGAATAACGTCGGGAAACTGACGCTAATACCGCATACGCC 
CTTCGGGGGAAAGATTTATCGCCGAGAGATTAGCCCGCGTCCGATTAGCTAGTTGGTGAGGTAATGGCTC 
ACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTCACCCACGACGATGATGACGGTAGTGGGAGAAGAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGCAGGCGGTGGTCATAGTCAGAAGTGAAAGCCCTGGGCTCAACCCGGGAATTGCTTTTGATACT 
GGACCGCTAGAATCACGGAGAGGGTAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACTACCTGGCCGTCGATTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGTTGTTGGGGTGCATGCACCTCAGTG 
ACGCAGCTAACGCGTTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGAC 
ATGGGACGTATGTTTGCCAGAGATGGTGACTTGTCTTCGGACGCGTCCACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCTTCAGTTGCCATCA 
TTTAGTTGGGCACTCTGAAGAAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTCGCTAACTCGCGAGAGTA 
TGCTAATCCCTAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCT 
AGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTTGGCTTTACCCGAAGCCGGTGCGCTAACCGCAAGGAGGCAGCCGACCACGGTAAGGTCAGCGACT 
GGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCT 


>gi|219846788|ref|NR_026380.1| Corynebacterium kroppenstedtii strain CCUG 35717 16S ribosomal RNA, 
partial sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTGCTTGCAGG 
GTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCTTACTTTGGGATAAGCCTGGGAAA 
CTGGGTCTAATACTGGATAGGACCATGCTGTAGGTGGTGTGGTGGAAAGATTTTTTCGGTAAGGGATGAG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGG 
GTGGACGGCCACATTGGGACTGAGATACGGCCCAGATTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCAG 
CCATGACGAAGCCCTTGTGGTGACGGTAGTGGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTCTGTCGCGTC 
ATTTGTGAAAGCCCGGGGCTTAACTCCGGGTTGGCAGGTGATACGGGCATGACTGGAGTACTGTAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCT 
CTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGATGCGGCCAGAG 
ATGGTTGTTCCCTTTGTGGCTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCNTTGTCTCGTGTTGCCAGCATTTGGTTGGGGACTCGCGGGAGAC 
TGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCAC 
ACATGCTACAATGGCTGGTACAGAGAGTTGCGATACCGTGAGGTGGGGCTAATCTCTTAAAGCCAGTCTC 
AGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCC 


>gi|219846787|ref|NR_026379.1| Corynebacterium phocae strain M408/89/1 16S ribosomal RNA, partial 
sequence 
AGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCAGCTTGCTGGGGTACTC 
GAGTGGCGAACGGGTGAGTAACACGTGAGTGATCTGCCCTGGACTTCGGGATAAGCTTGGGAAACTGGGT 
CTAATACCGGATATGACAATCGTTTAGTGTCGGTTGTGGAAAGTTTTTTCGGTCTGGGATGAGCTCGCGG 
CCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACG 
GCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACTCCTTTCGGCAGGGAC 
GAAGCTTTTTGTGACGGTACCTGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
ANGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTANGTGGTTGGTCGCGTCGTCTGTGAA 
ATCCCAGGGCTTAACTCTGGGCGTGCAGGCGATACGGGCCAACTTGAGTGCTGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAANGCAGGTCTCTGGGCAGTA 
ACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACG 
GTGGGCGCTAGGTGTGAGGGACTTCCACGTTNTTCGTNCNGTAGCTAACGCATTAAGCGCCCCGCNTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATGCAGGATTGGGCTAGAGATAGTTCGTCC 
CTTGTGGTCTGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATGAGAGACTGCCGGGGTT 
AACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACGTGCTACA 
ATGGTCGGTACAATGCGCAGCGACACTGTAAGGTGAAGCGAATCGCATAAAGCCGGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAA 


>gi|219846786|ref|NR_026378.1| Sporomusa silvacetica strain DG-1 16S ribosomal RNA, partial sequence 


CTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGNNTCCANCAATGGATACTTAGTGGCGAACGGGTG 
AGTAACGCGTAGACAACCTGCCTCTAAATTGGGGACAACACCGCGAAAGTGGTGCTAATACCGAATGTGG 
TATCTTGGTCGCATGACTGAGATAAGAAAGGTGGCCTCTGAATATGCTACCGATTAGAGATGGGTCTGCG 
TCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAAC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGA 
CGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATTGTAAAGCTCTGTCGTTTGGGA 
CGAACGTGGGATGTGTGAATAATGCATTCTAATGACGGTACCAAAGGAGGAAGCCACGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGTGTAGGTG 
GATCTTTAAGTCGTGTGTCTAAGTGCGAGGCTCAACCTCGTATAGGCGCAGGAAACTGGTTATCTTGAGT 
GCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCG 
AAGGCGACTTTCTGGACTGTGTCTGACACTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCC 
CGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGAGGGTATCGACCCCTTCTGTGCCGCAAGCTAA 
CGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGACTTGACATTGAGTGAA 
AAACTAAGAGATTAGTTCCTATCCTTCGGGATACACGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTG 
GGAACTCAAGGGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTT 
ATGTCCTGGGCTACACACGTACTACAATGGGCTTAAACAAAGCGAAGCAAGACCGCGAGGGTAAGCAAAA 
CGCATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCCTCCGTGAAGTCGGAATCGCTAGTAAT 
CGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTT 
GACAACACCCGAAGCCGGTGGGGTAACCAGCAATGGAACTAGCCGTCTAAGGTGGGGCCGATGATTGGGG 
TGAAGTCGTAA 


>gi|219846785|ref|NR_026377.1| Treponema amylovorum strain HA2P 16S ribosomal RNA, partial sequence 
TCTTAAGCATGCAAGTCGAACGGCAAGAAGAAGCTTGCTTCTTCCTAGAGTGGCGGACTGGTGAGTAACG 
CGTGGATGACGTACCCTCGTGACGGGGATAGCCGGTAGAAATACCGGATAATACCGGATAAGGTCTCACG 
GAATAAAGGCGTGAGAGGAAAGCAGCGTATGCTGCGCAGGAGGAACGGTTCGCGGCCTATCAGCTAGTTG 
GCAGGGTAAAGGCCTACCAAGGCGACGACGGGTATCCGGCCTGAGAGGGTGGACGGACACATTGGGACTG 
AGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGGAACCCTGACGGAG 
CGACGCCGCGTGGACGATGAAGGTCGGAAGATTGTAAAGTCCTTTTATACATGAAGAAGAAGCTAAGAAG 
GAAATGGAATAGCGGTGACTGTAGTGTATGAATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAAC 
ACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGCAGGCGGTCGTGCAAGCCCGGCG 
TGAAAGGTGGGGGCTCAACTCCCAAACTGCGCTGGGAACTGTAAGGCTTGAGTTTCTGAAGGGCAGCCGG 
AATTCCACGTGTAGGGGTGAAATCTGTAGATATGTGGAAGAACACCAATGGCGAAGGCAGGCTACCGGCA 
GAAGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTC 
AACGATGTGCACTAGATGTCTGTCCACGAGGATGGGTGTCAAAGCAAACGCGATAAGTGCACCGCCTGGG 
GAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGATGGTACGCGAGGAACCTTACCTGGGTTTGACATACACAGGGATTATGTAGAGATATGTAAGCG 
CAGCAATGCGCCTGTGAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCCTACTGCCAGTTACCAGCGCGTAAAGGCGGGGACTCTGGCGGAACTGCCTGC 
GACAAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCT 
ACAATGGTTGGGACAGAGCGAANNNNNNNCGAGAGTACAAGCAGAACGCAGAAATCCGATCGTAGTCCGG 
ATTGGAGTCTGAAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCACATCAGCACGGTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTGGAGGGTACCCGAAGCCGGCAGTCT 
AACCGCAAGGGGGACGCTGTCGAAGGTATGCTTCGTGAGGGGG 


>gi|219846784|ref|NR_026376.1| Corynebacterium mastitidis strain S-8 16S ribosomal RNA, partial sequence 
GGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCTCCAGCTTGCTGGGGTACTCG 
AGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTCAACTTCGGGATAAGCTTGGGAAACTGGGTC 
TAATACCGGATAGGACCATGGTTTAGTGTTCATGGTGGAAAGCTTTTGCGGTTGGGGATGAGCTCGCGGC 
CTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGTGTACGG 
CCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACTCCTTTCGCTACCGACG 
AAGCCCTTGGGTGACGGTAGGTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAA 
ATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGTAACTGGAAT 
TCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCAGT 
TACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAAC 
GGTGGGCGCTAGGTGTGAGCCTCTTCCACGGGGTTTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCAGATCGGGCTAGAGATGTCTTTCC 
CTTTGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTGGTGGTGGGGACTCATGAGAGACTGCCGGGGT 
TAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTAC 
AATGGTCGGTACAGTAGGTTGCGATACCGTGAGGTGGAGCTAATCCTTGTAAAGTCGGCCTTAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAAACCATGGCCT 
AACCCTTGTGGAGGGAGTGGTTGAAGGTGGGATTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGG 


>gi|219846783|ref|NR_026375.1| Corynebacterium sundsvallense strain CCUG 36622 16S ribosomal RNA, partial 
sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCAGTGCTTGCACTGGTGCTCGA 


GTGGCGAACGGGTGAGTAACACGTGAGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCT 
AATACCGGATAGGACCATGCTTTAGATGGTGTGGTGGAAAGTTTTTTCGGTGTGGGATGAGCTTGCGGCC 
TATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGC 
CACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCAACTGACGA 
AGCTTTGTGTGACGGTAGGTTGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTGTGTGAAAT 
TCCGGGGCTTAACTTCGGGGTTGCATACGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAA 
CTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGG 
TGGGCGCTAGGTGTGAGGCCCTTCCACGGGTTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGAATCGCTGCAGAGATGTGGTTTCCC 
TTGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTGTCTTATGTTGCCAGCATGTTGTGGTGGGCACTTATGAGAGACTGCCGGGGTTA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAA 
TGGTCGGTACAACGCGCAGCTACCTCGTGAGGGGACGCGAATCGCTGAAAGCCGGTCGTAGTTCGGATTG 
GGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTGTG 
AAAAGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219846782|ref|NR_026374.1| Sphingomonas mali strain IFO 10550 16S ribosomal RNA, partial sequence 


AATGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTYTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACAGTGAGAAATTACTGCTAATACCGAATGATGA 
CGTAAGTCCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAAAAGCTC 
ACCAAGGCGACGATCCTTAGCTGGTYTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTAAGACT 
GCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTAGTGCTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCSTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGA 
CATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATC 
ATTTAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAATCCCGCGAGGGT 
GAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTANCG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846781|ref|NR_026373.1| Sphingomonas pruni strain IFO 15498 16S 
AATGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTYTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACAGTGAGAAATTACTGCTAATACCGAATGATGA 
CGTAAGTCCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAAAAGCTC 
ACCAAGGCGACGATCCTTAGCTGGTY TGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGSCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCTTTGTAAKGTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTAAGACT 
GCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTAGTGCTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGA 
CATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATC 
ATTCAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAATCCCGCGAGGGT 
GAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTAGCG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


ribosomal RNA, partial sequence 


>gi|219846780|ref|NR_026372.1| Helicobacter bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 


sequence 

AGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCCTAGCTTGCTAGGTGGATTAGT 
GGCGCACGGGTGAGTAACGCATAGATAACATGCCCTTTAGTTTGGGATAGCCACTAGAAATGGTGATTAA 
TACCAAATACTACCCTATGGGGGAAAGATTTATCGCTAAAGGATTGGTCTATGTCCTATCAGCTTGTTGG 
TGAGGTAAAGGCTCACCAAGGCAATGACGGGTATCCGGCCTGAGAGGGTGAACGGACACACTGGAACTGA 


GACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGCAAGCCTGAAGCAGC 
AACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTCAGAGAAGATAATGACGGTATCT 
GACGATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAAT 
CACTGGGCGTAAAGAGTGCGTAGGCGGGGTTGTAAGTCAGGTGTGAAATCCTATGGCTTAACCATAGAAC 
TGCATTTGAAACTACAACTCTGGAGTGTGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGT 
AGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACAATACTGACGCTGATTGCACGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGATGCTAGTTGTTGGGGGG 
CTTTGTCCCCCCAGTAATGCAGCTAACGCCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACACGAAGAAC 
CTTACCTAGGCTTGACATTGAAGGAATCCCCTAGAAATAGGGGAGTGTCTAGCTTGCTAGACCCTGAAAA 
CAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCTTTCTTAGTTGCTAACAGGTCAAGCTGAGCTCTCTAAGAATACTGCCTGCGTAAGCAGGAGGAAGGTG 
AGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGC TACACACGTGCTACAATGGGATGCACAAAGA 
GATGCAATGCCGCGAGGCTGAGCCAATCTTAAAAACATCTCTCAGTTCGGATTGCAGGCTGCAACTCGCC 
TGCATGAAGCTGGAATCGCTAGTAATCGCAAATCAGCCATGTTGCGGTGAATACGTTCCCGGGTCTTGTA 
CTCACCGCCCGTCACACCATGGGAGTTGTGTTTGCCTTAAGTCAGGATGCTAAAGTAGCTACTGCCCACG 
GCACACACAGCGACTGGGGTG 


>gi|219846778|ref|NR_026370.1| Corynebacterium lipophiloflavum strain DSM 44291 16S ribosomal RNA, 
partial sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCACAGCTTGCTGTGGTACTCGA 
GTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAAACTGGGTCT 
AATACCGGATATGACCACTTTTTGGATGGGGTGGTGGAAAGCTTTTGCGGTATGGGATGAGCTCGCGGCC 
TATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGC 
CACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCCAGGGACGA 
AGCGTGAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGTAAG 
TCCACGGCTTAACTGTGGGATGGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAA 
CTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGG 
TGGGCGCTAGGTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGATCGGGCTAGAGATAGTCTTTCCC 
TTGTGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTGATGGTGGGGACTCATGAGAGACTGCCGGGGTTA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAA 
TGGTCGGTACAACGCGTGTGCGACACTGTGAGGTGAAGCTAATCGCTCTAAAGCCGGTCGTAGTTCGGAT 
TGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTA 
AACGTGTTAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 
AAGG 


>gi|219846777|ref|NR_026369.1| Corynebacterium imitans strain 2023 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCGAAGCTTGCTTCGGTACTCGA 
GTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAAACTGGGTCT 
AATACCGGATATGACGATCTCTTGGATGGGGTTGTGGAAAGCTTTTGCGGTATGGGATGAGCTCGCGGCC 
TATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGC 
CACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCAACCGACGA 
AGCTTTTGTGACGGTAGGTTGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGGAATA 
CCGCAGCTTAACTGCGGGGTTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAAC 
TGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGT 
GGGCGCTAGGTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGATCGCTGCAGAGATGTCAGCTTCCC 
TTTGTGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATTTGGTTGGGGACTCATGAGAGACTGCCGGGGTTAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGTCGGTACAACGCGTTTGCGAGCTCGTGAGGGTGGGCTAATCGCTGAAAGCCGGTCGTAGTTCGGATTG 
GGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCCATGGCCCAAA 
CTTGTTAGGGAGTGGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAA 
GG 


>gi|219846776|ref|NR_026368.1| Streptococcus thoraltensis strain S69 16S ribosomal RNA, partial sequence 
CTGGCGGCGTGCCTAATACATGCAAGTGGAACGCATTTATAACTACCGTAGCTTGCTACAATTGGTATAA 
ATGAGTCGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTTTAAGCGGGGGATANCTATTGGAAACGAT 
AGCTAATNCCGCATAAAAGGAGCTAACCCATGTTAGCTTTTTAAAAGGTGCAACAGCATCACTTAAAGAT 
GGACCTGCGTTGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTTCGATACATAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 


GGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGT 
TATAAGCGAAGAATAGGAGTAAGAGTGGAAAGTTTACTCTATGACGGTAGCTTATCAGAAAGGGACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGA 
GCGCAGGTGGTTTAATAAGTCTGAAGTTAAAGGCAGTGGCTCAACCATTGTACGCTTTGGAAACTGTTAA 
ACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACAC 
CGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGTCCTTTCCGGGACTCAGTNCCG 
CAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CCGGTGCCGGTTCTAGAGATAGAACTTTTCTTAGGAACACTGGAGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTNAGTCCCNCAACGAGCGCAACCCCTATTGTTANTTGCCATCATTAAG 
TTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGAGTTGCGAGCTGGTGACAGTAAGCTA 
ATCTCTTAAAGCCGATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTA 
ATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
TTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGN 
GTGAAGTCGTAACAAGGTAGCCGNATCGGAAGGTGCGGNTGGATCACCT 


>gi|219846775|ref|NR_026367.1| Thermonema rossianum strain NR-27 16S ribosomal RNA, partial sequence 
TAGCGGCAGGCCTAATACATGCAAGTCGAGGGGCAGCGGGTCTCCTTTCGGGGAGATGCCGGCGACCGGC 
GCACGGGTGCGTAACGCGTATGCAACCTACCCTGCACTGGGGGATAGCTCAGGGAAACTTGAGGTAATAC 
CCCATATGCTCATCGAGGGGCATCCCTTGTTGAGGAAAGCTCCGGCGGTGCAGGATGGGCATGCGTCCGA 
TTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCTACGATCGGTAGGGGGTCTGAGAGGATGATCCCCCA 
CACGGACACTGAGACACGGGTCCGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGAAA 
GCCTGACCCAGCCATGCCGCGTGGAGGAAGACGGCCCACCGGGTTGTAAACTCCTTTTGTCAGGGACGAA 
AGAGCGCCTGCGGGCGTGTGTTTGACGGTACCTGACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTACTGGGTTTAAAGGGTGCGTAGGCGGCCTTGTAAG 
TCCGTGTTGAAAGGCTACGGCTTAACCGTAGTAAGGCATTGGATACTGCGAGGCTTGAGTACAGTGGGGG 
CAGATGGAATTGGTGGAGTAGCGGTGAAATGCATAGATACCACCAGGAACACCGATAGCGAAGGCAGTCT 
GCTACGCTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGGATACTCGGTGTCAGCCGCTGGGGTTGGTGCCTAAGCGAAAGCGATAAGTATCCCA 
CCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATAATACGCGAGGGACCTTACCTGGGCTAGAATGCCTCTGACCGCTACCGAAAGGTAG 
CTTCCCTTCGGGGCAGAGTGCAAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCCTACCCTTAGTTGCTAACGGGTCAAGCCGAGGACTCTAAGGGGACTGCC 
TGCGCAAGCAGAGAGGAAGGTGGGGATGACGTCAAGTCATCACGGCCCTTACGCCCAGGGCGACACACGT 
GCTACAATGGCGCGTACAGAGGGTAGCGAGCCTGCGAGGGTGAGCCAATCCCGGAAAGCGCGCCACAGTA 
CGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGG 
TGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGGAGTCGGGTGCGCCTGAAGACGGTG 
GCCGCTGAGGAGCCGTTTAGGGCGAAACCGATGACTGGGGCTAAGTCGTAACAAGGTAGCCGTAC 


>gi|219846774|ref|NR_026366.1| Coprothermobacter platensis strain 3R 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCCTAATGCATGCAAGTCGAGCGAAGTTATTGCTTTCGGGTAATAACTCAGCGG 
CGAACGGGTGAGTAACACGTAGGTGATCTACCCTTCAGAGGGGGACAACCTTGGGAAACCGAGGCTAATC 
CCACATGAGTTCGTTGGCAGGGATGCTGATGAAGAAAAGGTTACTGAGAAGTAATCGCTGAAGGATGAGC 
CTGCGGCCCATCAGGTAGTTGGCGAGGTAAAGGCTCACCAAGCCGAAGACGGGTAACCGGTCTGAGAGGA 
TGTACGGTCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGCAGGGAATTTTGGGCAA 
TGGGCGAAAGCCTGACCCAGCGACGCCGCGTGGAGGAAGAAATCTTCGGGATGTAAACTCCTGGACTGGG 
GGACGAGAGAGGACGGTACTCCAGTAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTA 
GGTCCCGACGTTGTTCGGATTCACTGGGTGTAAAGGGCGCGTAGGCGGTTGTTTGTGTCTCATGTGAAAA 
CTCAGGGCTCAACTCTGAGATTGCGTGGGAAACTAAGCAGCTAAGAGGACGGTAGAGGGGAGTGGAATTC 
CCGGTGTAGCGGTAAAATGCGTAGATATCGGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCGATC 
CTGACGCTGAGGCGCGAAAGC TAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGA 
TGGGTGCTAGGTGTTGGGGGGTAAAGACCCTTCAGTGCCGGAGCGAACGCGATAAGCATCCCACCTGGGG 
AGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGGCGGGGGTCCGCACAAGCGGCGGAGCATGTGGTTTA 
ATTCGATGCTGCCCGAAGAACCTTACCAGGGTTTGACATGATGGTAGTAGTAACCTGAAAGGGGAACGAC 
CTGACCGTAAGGGAAGGAGCCATTGCAGGTGTTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTCGGC 
TTAAGTGCCGTAACGAGCGCAACCCTCATCCCTAATTGCTACTTACGAAGAGTGAGAGCACAATAGGGAG 
ACCGCTGGCGAAGAGCCAGAGGAAGGGGAGGATGACGTCAAGTCAGCATGGCCTTTATGCCCTGGGCTAC 
ACACATGCTACAATGCAGGGTACAATGGGAAGCGAAGCCGCGAGGTGGAGCAAATCCCGAAAAGCCCTGC 
TCAGTTCGGATCGTACGCTGCAATTCGCGTGCGTGAAGTCGGAGTCGCTAGTAACCGTGGATCAGCAAAG 
CCGCGGTGAATACGTTCTCGGGCCTTGCACACACCGCCCGTCAAGCCACCCGAGTCGGGTTCACCAGAAG 
GCCGGTAACCGAAAGGGCCCGGACGACGGTGTGCCTGGTAAGGAGG 


>gi|219846773|ref|NR_026365.1| Janthinobacterium lividum strain DSM 1522 16S ribosomal RNA, partial 
sequence 

TTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGAGCTTGCTCTGGTGGCGAGTG 
GCGAACGGGTGAGTAATATATCGGAACGTACCCTAGAGTGGGGGATAACGTAGCGAAAGTTACGCTAATA 
CCGCATACGATCTAAGGATGAAAGTGGGGGATCGCAAGACCTCATGCTCGTGGAGCGGCCGATATCTGAT 
TAGCTAGTTGGTAGGGTAAAAGCCTACCAAGGCATCGATCAGTAGCTGGTCTGAGAGGACGACCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAG 
CCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAAC 
GGTGAGAGCTAATATCTCTTGCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAG 


CCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGT 
AAGTCTGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTGGAGACTGCAAGGCTAGAATCTGGCAG 
AGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCAG 
CCCCCTGGGTCAAGATTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCAGCTAACGCGTGAAGT 
AGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
ATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGCTGGAATCCCCGAGAG 
ATTGGGGAGTGCTCGAAAGAGAACCAGTACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACA 
CGTCATACAATGGTACATACAGAGCGCCGCCAACCCGCGAGGGGGAGCTAATCGCAGAAAGTGTATCGTA 
GTCCGGATTGTAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGC 
GGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTAGG 
TAGCTTAACCGCAAGGAGGGCGCTTACCACGGTAGGATTCGTGACTGGGGTGAAGTCGTAACAAGGTAG 


>gi|219846772|ref|NR_026364.1| Janthinobacterium agaricidamnosum strain W1lr3 16S ribosomal RNA, partial 
sequence 
TTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGAGCTTGCTCTGGTGGCGAGTG 
GCGAACGGGTGAGTAATATATCGGAACGTACCCTGGAGTGGGGGATAACGTAGCGAAAGTTACGCTAATA 
CCGCATACGATCTACGGATGAAAGTGGGGGATCGCAAGACCTCATGCTCGTGGAGCGGCCGATATCTGAT 
TAGCTAGTTGGTAGGGTAAAAGCCTACCAAGGCATCGATCAGTAGCTGGTCTGAGAGGACGACCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAG 
CCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAAC 
GGTGAGGGCTAATATCCTTTGCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGT 
AAGTCTGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTGGAGACTGCAAGGCTAGAATCTGGCAG 
AGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCAG 
CCCCCTGGGTCAAGATTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCAGCTAACGCGTGAAGT 
AGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
ATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGACGGAATCCCGAAGAG 
ATTTGGGAGTGCTCGAAAGAGAGCCGNTACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACA 
CGTCATACAATGGTACATACAGAGCGCCGCCAACCCGCGAGGGGGAGCTAATCGCAGAAAGTGTATCGTA 
GTCCGGATTGTAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGC 
GGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTAGG 
TAGCTTAACCGCAAGGAGGGCGCTTACCACGGTAGGATTCGTGACTGGGGTGAAGTCGTAACAAGGTAG 


>gi|219846771|ref|NR_026363.1| Actinomyces europaeus strain CCUG 32789A 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCAAAGGCTTTTTGT 
TTTTGGTGAGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTTTGGATAACCGCATG 
AAAGTGTGGCTAATACAGGATATTCCAGGCTGGTCGCATGATTGGTTTGGGAAATGGTTTGGTCTGGTGG 
GGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGC 
CTGAGAGGGTGGGCGGTCACACTGGGACTGAGATACGNCCCAGANTCCTACGGGAGGCAGCAGTGGGGGA 
TTTTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACC 
TCTTTCGCTGGGTTGAAAGGCCATGCTTTGGGTGTGGTTGATTTGAACTGGTAAAGAAGTACCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGTACTAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTTG 
TAGGTGGTTTGTCGCGTCTGTCGTGAAATCCTGTGGCTTAACCATGGGCTTGCGGTGGGTACGGGCAGGC 
TTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCG 
GTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACACTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCATGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCGTGTGGTTTCTGCGCCGTAGC 
TAACGCATTAAGTGTCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACC 
GGTACAGTGTAGAGATATGCTGGCCTTTTTGGCTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCGTGTTGCCAGCATTTGGTTGGGG 
ACTCTCGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATG 
TCTTGGGCTTCACGCATGCTACAATGGATGGTACAGAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCT 
TAAAGCTGTTCTCAGTTCGGATCGTAGTCTGCAACTCGACTACGTGAAGGTGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGT 
AACACCCGAA 


>gi|219846770|ref|NR_026362.1| Janibacter limosus strain DSM 11140 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCTCCAGCTTGCTGGAGTGGATCA 
GTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCAGACTCTGGAATAAGCGCTGGAAACGGCGTCT 
AATACTGGATACGAGACCAACCTGCATGGGTATGGTCTGGAAAGTTTTTCGGTTTGGGATGGGCTCGCGG 
CCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAA 
GAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAA 
ATCCGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAATTC 


CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCACTA 
CTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGT 
TGGGAACTAGGTGTGGGTCTCATTCCACGAGATCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATT 
AATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACTTCCAGAGATGGTTGCCCC 
TTTTAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGGACTCATGGAAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACA 
ATGGCCGGTACAAAGGGCTGCGAAACCGCAAGGTGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAA 
CCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCG 
GAA 


>gi|219846769|ref|NR_026361.1| Vibrio tapetis strain CECT 4600 16S ribosomal RNA, partial sequence 
CTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGAAGTAGCTTGCTACTT 
CGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAA 
CGATGGCTAATACCGCATAATGCCTTCGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATG 
CCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGG 
ATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAG 
CAGTGAGGAAGGGGTGTACGTTAATAGCGTGCATCCTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGC 
AGGTGGTTCGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGCGGGCT 
AGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAG 
TGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGC 
TAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGA 
GAAGCCAGCGGAGACGCAGGTGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTC 
GGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCT 
TACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCCAACCAGCGATGGTGAGCGAAT 
CCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAAT 
CGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGCTGCAAAAGAAGTAGGTAGTTTAACCTTTCGGGGAGGACGCTTACCACTTTGTGGTTCATGACTGGGG 
TG 


>gi|219846768|ref|NR_026360.1| Anaerococcus octavius strain NCTC 9810 16S ribosomal RNA, partial sequence 
GATTAACGCTGGCGGCGTGCATAACACATGCAAGTCGAACGATGAAACTTAAATGATTTCTTCGGAATGA 
ACTTAAGTGGATTAGTGGCGGACGGGTGAGTAACGCGTGAGTAACCTGCCTTACACAAGGGGATAGCCGT 
TGGAAACGACGAATAATACCCTATGAAACTATCACTTCGCATGAAGCGATAGTCAAAGTGTTAGCGGTGT 
AAGATGGACTTGCGTCTGATTAGCTAGTTGGTGAGAAAAAAGCCCACCAAGGCAACGATCAGTAGCCGGC 
TTGAGAGAGTGTACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGATTTAGAAGGCCTTCGGGTTGTAAAAAT 
CTTTTGTATAGGAAGAAAATGACAGTACTATACGAATAAGGTCCGGCTAATTACGTGCCAGCAGCCGCGG 
TAATACGTAAGGACCGAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTACGTAGGCGGGTCATTAAGTTA 
GAAGTCAAAGGCTATAGCTCAACTATAGTAAGCTTCTAAAACTGGAGACCTTGAGTAATGGAAGGGAAAG 
TGGAATTCCTAGTGTAGCGGTGGAATGCGCAGATATTAGGAGGAATACCGGTGGCGAAGGCGACTTTCTG 
GCCATTAACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGAGTGTTAGGTGTCTGGAGTAAATCTGGGTGCCGCAGCTAACGCATTAAACACTCCGCCTG 
GGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGT 
TTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATATTTTGGAAGCACTTAGAGATAAGTGCC 
TATATCTTCGGATAACTGAAATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCATAACGAGCGCAACCCCTATGGCTAGTTACCATCATTAAGTTGGGGACTCTAGCAATACTGCC 
GGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGACTTGGGCTACACACGT 
GCTACAATGGCAGGTACAGAGGGCAGCAAGACAGCGATGTTAAGCAAAACTCAAAAAGCCTGTCCCAGTT 
CGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAGTTGCTAGTAATCGTGGATCAGAATGCCACGGT 
GAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGCAATACCCGAAGCCTGTGA 
GCGAACC 


>gi|219846767|ref|NR_026359.1| Peptoniphilus ivorii strain DSM 10022 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAGCGATGAACCTCTTCGGATCCCTTCGGGGTGA 
AGAAGAGCGGATTAGCGGCGGACGGGTGAGTAACGCGTGAGGAACCTGCCTCTCACAACGGGATAGCCTC 
GGGAAACCGGGATTAATACCGTATGAGACCACAGTAACGCCTGTTACAGTGGTTAAAGTCACAGCGGTGA 
GAGATGGCCTCGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCTGCGATCAGTAACCGGC 
CTGAGAGGGTGAACGGTCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAA 
TCTTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGGCTTTCGAGTCGTAAAGC 
TCTGTCCTATGGGAAGATAATGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTTCGCAGGCGGCTCGGCAAGTC 
CGATGTAAAAGGCGAAGGCTTAACCTTCGYAAGCATCGGAAACTGTCGAGCTTGAGTGAAGGAGAGGCAA 
GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAATACCGGTGGCGAAGGCGACTTGCT 
GGACTTCAACTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 


TGTAAACGATGAGTGCTAGGTGTCGGGGGTCAAACCTCGGTGCCGTCGTTAACACAATAAGCACTCCGCC 
TGGGGAGTACGTGCGCAAGCATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCGGGACTTGAAATATTGTCGCCAATTTTAGAGATAAAAT 
GTTTTCTTCGGAAACGGCAATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTACTTTCAGTTGCCAGCGCATTATGGCGGGAACTCTGGAAGGACTGC 
CGATGATAAATCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCCGGGCTACACACG 
TGCTACAATGGTCGGTACAGAGGGCAGCGAGACAGCGATGTTAAGCGAATCTCAAAAAGCCGATCCCAGT 
TCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGG 
TGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCAATACCCGAAGCCAGCG 
AGCCAACCGTAAGGAGGCAGCTGTCGAAGGTAGGGTTAATGACTGGGGTGAAGTCGTAACAAGGTAGCCG 
TATCGGAAGG 


>gi|219846766|ref|NR_026358.1| Peptoniphilus harei strain DSM 10020 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGCGCTTAACACATGCAAGTCGAGCGATGAAATCTTGACAGATCCTTCGGGGTGA 
AGATAAGATGGATTAGCGGCGGACGGGTGAGTAACACGTGAGTAACCTGCCTTAGACATTGGGATAGCCT 
CGGGAAACCGGGATTAATACCAAATGAAATCATAGGTGCCCATGCACTAATGATCAAAACTCCGGTGGTC 
TAAGATGGACTCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATGGGTAGCCGG 
CCTGAGAGGGTGAACGGCCACATTGGAACTGAGAAACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAACGATGAAGGCTTTCGAGTCGTAAAG 
TTCTTTTATATGGGAAGATAATGACGGTACCATAAGAAAAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCTAGCGTTGTCCGGAATCACTGGGCGTAAAGGGTTCGCAGGCGGAAATGCAAGT 
CAGATGTAAAAGGCAGTAGCTTAACTACTGTAAGCATTTGAAACTGCATATCTTGAGAAGAGTAGAGGTA 
AGTGGAATTTTTAGTGTAGCGGTGAAATGCGTAGATATTAAAAAGAATACCGGTGGCGAAGGCGACTTAC 
TGGGCTCATTCTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CTGTAAACGATGAGTGCTAGGTATCGGAATAATTCGGTGCCGCAGTTAACACATTAAGCACTCCGCCTGG 
GGAGTACGTGCGCAAGCATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATACTGAGGACCGGTATAGAGATATACCCTC 
TTCTTCGGAAGCCTCAATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCAGTTAAGT 
CTGGCAACGAGCGCAACCCCTATCTTTAGTTACCAGCATTTCGGATGGGGACTCTAAAGAGACTGCCGAT 
GATAAATCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGCCCTGGGCTACACACGTGCT 
ACAATGGAAGATACAAAGGGAAGCGAGATAGTGATATTAAGCCAACCTCAAAAAGTCTTTCTCAGTTCGG 
ATTGTACTCTGCAACTCGAGTACATGAAGATGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAA 
TGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGCTTGTAATACCCGAAGCCTGCGAGCG 
AACCTTAGGGAAGCAGCAGTCGAAGGTAGGATAGGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATC 
GGAAGG 


>gi|219846765|ref|NR_026357.1| Parachlamydia acanthamoebae strain Bn9 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATNNTGCCTCAGATTGAATGCTGACGGCGTGGATGAGGCATGCAAGTCGAACGAAACGGGCA 
ACCGTTTAGTGGCGGAAGGGTTAGTAATACATGGATAACTTGCCTTTAACTTTGGGATAACGATTGGAAA 
CGATCGCTAATACCAAATGTGGTGGGGGTAATTAAATTTACCTTTATCAAAGTGGGGGATCGCAAGACCT 
CGCGGTTAAAGAGAGGTCCATGGGATATCAGCTAGTTGGTGTGGTAATGGCGCACCAAGGCTAAGACGTC 
TAGGCGGATTGAGAGATTGACCGCCAACACTGGGACTGAGACACTGCCCAGACTCCTACGGGAGGCTGCA 
GTCGAGAATCATTCGCAATGGGCGAAAGCCTGACGATGCGACGCCGTGTGAGCGATGAAGGCCTTAGGGT 
CGTAAAGCTCTTTCGCCTGGGAGCAAGAGAAGCCGACTAATATTCGGCTAATTTGAGAGTACCAGGTAAA 
GAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCAAGCATTAATCGGATTTATTG 
GGCGTAAAGGGCGCGTAGGCGGGAACATAAGTCAGATGTGAAATCCTGGAGCTCAACTCCAGAACAGCAT 
TTGAAACTATATTTCTTGAGGGTAGGCGGAGAAAACGGAATTCCACATGTAGCGGTGAAATGCGTAGATA 
TGTGGAAGAACATCGGTGGCGAAGGCGGTTTTCTAGCTTATTCCTGACGCTGAGGCGCGAAAGCAAGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCTTGCCGTAAACGATGTATACTTGGTGTAATTGGACTCAAC 
CCCAATTGTGCCGGAGCTAACGCGTTAAGTATACCGCCTGGGGAGTACGCTCGCAAGGGTGAAACTCAAA 
AGAATTGACGGGGACCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
CAGACTTGACATGCAGAAGACAGCTTTAGAGATAGAGTGTTCCTTAGGGACTTCTGCACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTT 
GCCAACACGTAATGGTGGGAACTCTAATGAGACTGCCTGGGTTAACCAGGAGGAAGGTGAGGATGACGTC 
AAGTCCGCATGGCCCTTATGTCTGGGGCTACACACGTGCTACAATGGTCGGTACAGAAGGCAGCGAAGCC 
GTGAGGTGAAGCAAATCCCAAAAAGCCGATCCCAGTTCAGATTGTAGTCTGCAACTCGACTACATGAAGA 
TGGAATTGCTAGTAATGGCGAGTCAGCAACATCGCCGTGAATACGTTCCCGGGTCTTGTACACACCGCCC 
GTCACATCATGGGAGTTGGTTTTACCCGAAGCCGCTGACTTAACCGCAAGGAGAGAAGCGTCGAAGGTGA 
GGCTGATGACTGGGATGAAGTCGTAACAAGGTAGCCCTATCGGAAGGTGGGGCTGGATCACCTCCTTTNT 
G 


>gi|219846764|ref|NR_026356.1| Thermosyntropha lipolytica strain JW265 16S ribosomal RNA, partial 
sequence 
CCTAGTGGCGGACGGGTGAGTAACGCGTGACCAACCTACCCATAAGTTGGGGATGACACTGGGAAACTGG 
TGCTAATACCGCATAAGCTTGTTATCTCGCATGGGGGACACAGTAAAGATGGCCTATAGGGGCTATCGCT 
TATGGATGGGCTCGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAACCG 
ACCTGAGAGGGTGGNCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCTCAATGGGGGAAACCCTGACTCAGCGACCCCGCGTGAGCGAAGAAGGCCTTTGGGTCGTAAA 
GCTCTGTTGTAAGGGACGAAGGACACGCTGCGAATAGTGGCGTGAGGTGACGGTACCTTACGAGGAAGCC 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTA 
AAGAGCACGTAGGCGGGTGAATAAGTCAGGTGTGAAAGACCGGAGCTCAACTTCGGGGTTGCATCTGATA 
CTGTTCATCTTGAGGGCAGGAGAGGGCAGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGAAATCAGGA 


GGAATACCGGTGGCGAAGGCGGCTGCCTGGACTGTCCCTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTAGGAGGTATNGACCCCTTC 
CGTGCCGGAGCAAACGCAATAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGCCT 
TGACATCCAGCGAACCTGGTGGAAACACTGGGGTGCCTGTCGAAAGGCAGGAGCGCTGAGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTA 
GTTGCTAACAGGTGAAGCTGAGCACTCTAATGGGACTGCCCGTGACAAGCGGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCTTTATGGTCTGGGCTACACACGTGCTACAATGGGTGGTACAGAGAGAGGCGAA 
GCCGCGAGGTGGAGCGAATCTCAAAAAGCCACTCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGA 
AGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCACGAAAGTCGGCAACACCCGAAGTCGGTGAGC TAACCGCGGAAGCGGAGGCAACCGCCGA 
AGGTGGGGTCGGTGATTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGG 


>gi|219846763|ref|NR_026355.1| Streptomyces griseocarneus strain DSM 40004 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCC 
TTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCC 
TGGAAACGGGGTCTAATACCGGATACGACCGCTGACCGCATGGTTGGTGGTGGAAAGCTCCGGCGGTGCA 
GGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCATGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCA 
CGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGG 
GGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAA 
GTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGC 
GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCGCTA 
GAGATAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCATGCCTTCGGGGTGATGGGGACT 
CACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCT 
TGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGAT 
CAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCACGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTC 
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846762|ref|NR_026354.1| Desulfofustis glycolicus strain PerGlyS 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATNNTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAACGGTT 
CCTTCGGGGACCAAGTAGAGTGGCGCACGGGTGAGTAACGCGTAAGTAATCTCCCCTTGCATTCGGAATA 
ACTCACCGAAAGGTGTGCTAATACCGGATACGTCTGGAATAATGACTTTTTTTCAGAGAAAGGCAGCCTC 
TATTTATAAGCTGTCGTGCAAGGATGAGCTTGCGTACCATTAGCTAGTTGGTAGGGTAAGGGCCTACCAA 
GGCGACGATGGTTAGCGGGTCTGAGAGGATGATCCGCCACACTGGAACTGGAACACGGACCAGACTCCTA 
CGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGCAACCCTGACGCAGCGACGCCGCGTGGATGATGAA 
GGCCTTCGGGTTGTAAAATCCTGTCAGATGGGAAGAAATGTATGGGTATTAATAGTGCCCGTATTTGACG 
GTACCATCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTGT 
TCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCACTTTAAGTCATATGTGAAAGTCCACGGCTCAACC 
GTGGAAGTGCATGTGAAACTGGAGTGCTTGAGTACTGGAGGGGGTGGTGGAATTCCCGGTGTAGAGGTGA 
AATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACCACCTGGCCAGATACTGACGCTGAGGTGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTCGGTGTT 
GGGATGGTTAATCGTCTCATTGCCGGAGCAAACGCATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCG 
CAGAACCTTACCTGGTCTTGACATCCCGGGAATCCTGTGGAAACACGGGAGTGCCTTTCGAGGAACCCGA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTCTTTAGTTGCCAGCATTAGTTGGGCACTCTAAAGAGACTGCCGGTGCAAACCGGAGGAAGGTGG 
GGATGACGTCAGGTCCTATGGCCTTTATGATCAGGGC TACACAAGTACTACAATGGCCGGTACAACGGGC 
AGCAACACAGCGATGTGAAGCGAATCTCGCAAAGCCGGTCTCAGTCCGGATTGGAGTCTGCAACTCGACG 
CCATGAAGTTGGAATCGCTAGTAATCGCGGAGCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCACGGGAGTTGGTTGTACCAGAAGCAGTTGAGCTAACTATACGTAGAGGCAGGCT 
GCCAAGGTATGATCGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGACTA 
CCTCCTT 


>gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis strain TagT2C 16S ribosomal RNA, partial sequence 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCCCAGCAATGGGAGCGGCAGACGGGTGAGTAACGCG 
TGGGGATCTGCCCTTTGGTACGGAATAACCCAGGGAAACTTGGACTAATACCGTATGTGCCCTTCGGGGG 
AAAGATTTATCGCCAAAGGATGAACCCGCGTCTGATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCG 
ACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGC 
CTTAGGGTTGTAAAGCTCTTTCGCCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTT 
CGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTA 
GGCGGATCGTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCCTTGATACTGGCGATCTC 


GAGTTCGAGAGAGGTTGGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGT 
GGCGAAGGCGGCCAACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGGGGGTTTACCTTTCAGTGGCGCAGCTA 
ACGCCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGGCAGGA 
CGACTTCCGGAGACGGATTTCTTCCAGCAATGGACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATTAAGTTGG 
GCACTCTAGAGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT 
ACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGATGCAAAAGGGCGACCTCTAGCAAATC 
TCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCG 
TGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGG 
CTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTG 
AAGTCGTAACAA 


>gi|219846760|ref|NR_026352.1| Thermobrachium celere strain NZ35 16S ribosomal RNA, partial sequence 
CTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTGAGAGGGGGATAACAGGTCGAAAGGCC 
TGCTAATACCGCATAACGCTAAGATGCCGCATGGCGTCTTAGCCAAAGGTTAATTCCGCTCAAGGATGGG 
CCCGCGGCCCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGG 
GTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGC 
AATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGCGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCTT 
CCCTGACGATAATGACGGTAAGGGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCTCTTTAAGTGGGGTGTGA 
AATCCCTGGGCTCAACCCAGGAACTGCACTCCAAACTGGAGAGC TAGAGTGCAGGAGAGGAAAGCGGAAT 
TCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT 
AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAAC 
GATGGGTACTAGGTGTAGGGGGCGAAGCCCTCTGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGA 
GTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACCGAACCCTGTGGAAACACGGGGGTGCCC 
TTCGGGGAACGGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCACTTCGGGTGGGCACTCTAAAGGGACTGCCTGGGT 
TAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTCTGGGCTACACACGTGCTAC 
AATGGCCGGTACAATGAGTTGCAAACCCGTGAGGGGGAGCTAATCTCAAAAACCGGTCCCAGTTCGGATT 
GTAGGCTGCAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCCGGCAACACCCGAAGCCAGTGGGCTAAC 
CCGCAAGGGAGGCAGCTGTCGAAGGTGGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGA 
GAAC 


>gi|219846759|ref|NR_026351.1| Desulfovibrio africanus strain DSM 2603 16S ribosomal RNA, partial 
sequence 
TGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTGCGAGAAAGTGGGCTTCGGCCCGCGAGTACAGCG 
GCGCACGGGTGAGTAACACGTGGGTGATCTCCCTAACAGATTGGGATAACAGCGGGAAACTGCTGCTAAT 
ACCGGATACGATCCACTTAATCGTGGATGAAAGGCGGCCTCTGCTTGCAAGCTGCCACTGTTAGATGAGC 
CCGCGTCCCATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGGGTAGCTGGTCTGAGAGGA 
TGACCAGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCA 
ATGGGCGAAAGCCTGACGCAGCGACGCCGTGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCTCTGTCAGA 
AGGGAAGAACCCCCAAGGTTCGAATAGGGCTTTGGGCTGACGGTACCTTCAGAGGAAGCACCGGCTAATT 
CCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGT 
AGGCTGCTTTGTAAGTCGGATGTGAAAGCCCTCGGCCCAACCGGGGAACTGCATTCGAAACTGCAAGGCT 
GGAGTCCTGGAGAGGGTGGCGGAATTCCCGGTGTAGGAGTGAAATCCGTAGATATCGGGAGGAACACCAG 
TGGCGAAGGCGGCCACCTGGACAGGTACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACACCGTAAACGATGGATGCTAGGTGTCGGGGAGTATTCTTCGGCGCCGTAGCTAA 
CGCGTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCCTTCGAA 
CCTTCCAGAGATGGAGGGGTGCCCTTCGGGGAGCGAAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTGCCAGTTGCCAGCACGTAATGGTG 
GGCACTCTGGCGAGACTGCCCGGGTCAACCGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTT 
ACGTCCAGGGCTACACACGTACTACAATGGCGACTACAAAGGGCAGCTAAACCGCGAGGTCACGCCAATC 
CCAAAAAAGTCGTCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGCTGGAATCGCTAGTAATC 
GCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCCG 
GTTCTACCCGACATCGGTGTGCCAACCAGCAATGGAGGCAGCCGCCTACGGTAGGGCTGGTGATTGGGGT 
GAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGG 


>gi|219846758|ref|NR_026350.1| Desulfonatronovibrio hydrogenovorans strain Z-7935 16S ribosomal RNA, 
partial sequence 
CTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAGGGGACTTCGGTCCCTGAGTAAAACGGCGCAC 
GGGTGAGTAACGCGTGGATAATCTACCGAGAGGACCGGGACAACTTTGCGAAAGCGGAGCTAATACCGGA 
TGGTCTGCATTTGTTTATTGCATATGTAGTAAAGGATGGCCTCTGATACAAGCCATTGCCTTTTGATGAG 
TCCGCGTCTCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATGAGTAGCTGGTCTGAGAGG 
ATGATCAGCCACACTGGAACTGGAACGCGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGC 
AATGGGGGCAACCCTGACCCAGCAACCCCGTGTGAGGGAAGAAGGTTTTCGGATCGTAAACCTCTGTCAG 
GAGGGAAGAAGTGCATGGCAAGTAATATGTGTCATGTGTGACGGTACCTCCAAAGGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGCG 
TAGGCGGCGCGGCAAGTCAGATGTGAAAGCCCCCGGCTCAACCTGGGAATTGCATTTGATACTGCCGTGC 


TTGAGTGAGGTAGAGGGTGGCGGAATTCCCGGTGTAGGAGTGAAATCCGTAGATATCGGGAGGAACACCA 
GTGGCGAAGGCGGCCACCTGGGCCTTTACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGCTGGGAGAGAATTTCGGTGCCGTAGCTAA 
CGCGTTAAGTATCCCGCCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGAAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGACTTGACATCCTGCGAA 
CCCTGTAGAGATACGGGGGTGCCCTTCGGGGAGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTTAGTTGCCATCAGGTAAAGCTG 
GGCACTCTATGGAGACTGCCGAGGTTAACTCGGGGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTT 
ACGTCCAGGGCTACACACGTACTACAATGGTGGGGACAACGGGTCGCGAGGCCGCGAGGTGGAGCTAATC 
CCAAAAACCCCATCACAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATC 
GCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTG 
GTTTTACCCGAAGCCGCCGGGCTAACCCGCAAGGGAGGCAGGCGTCCACGGTAGGGCTGATAATTGGGGT 
GAAGTCGTAACAAGGTAGCCGTAGGGGAACCTG 


>gi|219846757|ref|NR_026349.1| Listeria grayi strain ATCC19120 16S ribosomal RNA, partial sequence 
GTGCCTAATACATGCAAGTCGAACGAATGACCTTAGGAGCTTGCTCCTTTGGTCGTTAGTGGCGGACGGG 
TGAGTAACACGTGGGCAACCTGCCTGTAAGATTGGGATAACTCCGGGAAACCGGAGCTAATACCGAATAA 
TAATCAGCTCCGCATGGAGCGGGTTTGAAAGGCGGCTTCGGCTGTCACTTACAGATGGGCCCGCGGTGCA 
TTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGCATAGCCGACCTGAGAGGGTGATCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTTCTACGGGAGGCAGCAATAGGGAAACTTCCGCAATGGACGAAA 
GTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTTTTCGGATCGTAAAGCACTGTTGTTAGAGAAGAAC 
AAGGATAAGAGTAACTGCTTGTCCCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCT 
TAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGAGACTTAGAGTGCAGA 
AGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGC 
GACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATT 
AAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCT 
GGAGACAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATTTTAGTTGCCAGCATTTAGTTGGGCACTCTAA 
AGTGACTGCCGGTGCAAGCCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGC 
TACACACGTGCTACAATGGATGATACAAAGGGTCGCGAACCGCGAGGTGAAGCTAATCCCATAAAATCAT 
TCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCAT 
GCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAA 
GTCGGTAGGGTAACCTTTATGGAGCC 


>gi|219846756|ref|NR_026348.1| Desulfotomaculum aeronauticum strain DSM 10349 16S ribosomal RNA, partial 
sequence 
TGCTTAACACATGCAAGTCGAACGGAGTTTAAGTGGAAGCTTGCGAAACTTAAACTTAGTGGCGCACGGG 
TGAGTAACGCGTGGATAACCTGCCTGATAGACTGGGATAACAGCTGGAAACGGCTGCTAATACCGGATAC 
GCTCGGGTNGTCGCATGGTGANTTNAGGAAAGCTTTAGTGCTATCAGATGGATCCGCGTCCCATTAGCTA 
GTTGGTGGTGTAGAGGACCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGCGAACGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGAC 
GGAGCAACGCCGCGTGAGGGAAGAAGGCCTTCGGGTTGTAAACCTCTGTTTTCAGGGAAGAAAGAAATGA 
CGGTACCTGAAGAGTAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCAAGCGTT 
GTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGTGGTTCATTAAGTTATAGGTGAAAGTTCGGGGCTCAA 
CCCCGTGATTGCCTGTGATACTGGTGGACTTGAGTGCAGGAGAGGGTAGCAGAATTCCCAGTGTAGCGGT 
GAAATGCGTAGATATTGGGAGGAATACCAGTGGCGAAGGCGGCTATCTGGACTGTAACTGACACTGAGGC 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTG 
TTGCGGGTATCGACCCCTGCAGTGCCGTAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGGTCGCAA 
GACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACG 
CGAAGAACCTTACCAGGGCTTGACATCGCATGAAAGCTCTAGAGATAGAGTGTTCTGCCTTCGGGTAGAC 
ATGTAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCCTAACATTAGTTGCCAGCACGTAAAGGTGGGAACTCTAATGTGACTGCCGTTGACAAAACGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGCCGG 
TACAGACGGAAGCGAAGCTGTGAAGTGGAGCAAACCTGAGAAAGCCGGTCCCAGTTCGGATTGTAGTCTG 
CAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCACGAAAGCTGACAACACCCGAAGCCGGTGACTTAACCGTAAGGA 
GAGAGCCGTCGAAGGTGGGTTGGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGG 
CTGGAT 


>gi|219846755|ref|NR_026347.1| Clostridium isatidis strain WV6 16S ribosomal RNA, partial sequence 
GGCGTGCNTAACACATGCAAGTCGAGCGAGGTGATTTCNTTCGGGAATGAACCTAGCGGCGGACGGGTGA 
GTAACACGTGGGCAACCTGCCTTATAGAGGGGAATAGCNTCCCGAAAGGGAGATTAATACCGCATAATAT 
TGAAGTTTCGCATGAAGCTTCAATCAAAGGAGCAATCCGCTATAAGATGGGCCCGCGGCGCATTAGCTAG 
TTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGA 
CTGAGACACGGCCCAGANTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATG 
CAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGT 
ACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCC 
GGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACTCGGGCTCAACCCG 
GGGGCTGCATTTCAAACTGAAAGTCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAA 
TGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCTCGA 


AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGG 
GGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCTAGACTTGACATCTCCTGCATTACCCTTAACCGGGGAAGTCCCTCGGGGACAGGATGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCNTA 
TTGTTAGTTGCTACCATTAAGTTGAGCANTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAACGAGATG 
CAATACCGCGAGGTGGAGCTAACCTATAAAACTTGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACA 
TGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CG 


>gi|219846754|ref|NR_026346.1| Nonomuraea salmonea strain DSM 43678 16S ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG 
TGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATAC 
GACCGCCTCCGGCATCGGGTGGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTG 
TTGGTGGGGTAGTGACCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACG 
CAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTG 
TACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTC 
CGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCCCGCAGCTTAACTG 
CGGGTCTGCGGTGGATACGGGCCGGCTAGAGGTAGGTAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGCG 
AAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGG 
GGGTCTTCCACGATCTCCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGA 
AGAACCTTACCAAGGTTTGACATCACCCGGACAGCTGCAGAGATGTGGCCTTCTTCGGACTGGGTGACAG 
GTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
CTCCATGTTGCCAGCAACACCTTCGGGTGGTTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTAC 
AGAGGGCTGCTAAACCGCGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAA 
CTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTG 
GGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 


>gi|219846753|ref|NR_026345.1| Microtetraspora glauca strain DSM 43311 16S ribosomal RNA, partial 
sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG 
TGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAT 
GACCATTTCGGGCATCCGATGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCCTATCAGCTT 
GTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAC 
GCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGT 
GTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCTTAGGGCTTAACC 
CTAGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGA 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTG 
GGGTGCTTCCACGTGTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCG 
AAGAACCTTACCAAGGTTTGACATACACCGGAAAGCTTCAGAGATGGAGCCCTCTTCGGACTGGTGTACA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTTCCATGTTGCCAGCACGCCCTTTGGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTA 
CAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCA 
ACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCGGTTTTCC 
GGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 


>gi|219846752|ref|NR_026344.1| Actinomadura kijaniata strain DSM 43764 16S ribosomal RNA, partial 
sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACG 
GGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGAT 
ACGACCCGCCATCGCATGGTGTGTGGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCT 
TGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGA 
CTCAGCGACACCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACG 
TGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGC 
GTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGTTGTGAAAGCCCACGGCT 
TAACCGTGGGTCTGCATCCGATACGGGCAGACTAGAGGCAGGTAGGGGAGCATGGAATTCCCGGTGTAGC 
GGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTGCTCTGGGCCTGTACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAG 
GTGTGGGGTCCTTCCACGGGGTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCA 


ACGCGAAGAACCTTACCAAGGCTTGACATCGCCGGAAAACTCGCAGAGATGCGGGGTCCCTTTGGGGCCG 
GTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTAC 
AGAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAA 
CTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACCTAGTGG 
GGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGTAACAA 


>gi|219846751|ref|NR_026343.1| Actinomadura madurae strain DSM 43067 16S ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACG 
GGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGAT 
GTGACGCACTCTCGCATGGGATGTGTGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCT 
TGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGA 
CGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACG 
TGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGC 
GTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCCACGGCT 
TAACCGTGGGTCTGCGGTGGATACGGGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGC 
GGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCTGTACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAG 
GTGTGGGGTTCTTCCACGGATTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATTGCCGGAAAACCTGCAGAGATGTGGGGTCCTTTTTGGGCCG 
GTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAA 
GGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACA 
GAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAAC 
TCGACTTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCTTGTGGGGG 
GAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGTAACAA 


>gi|219846750|ref|NR_026342.1| Nocardiopsis lucentensis strain DSM 44048 16S ribosomal RNA, partial 
sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGG 
TGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATAC 
GACCCACCACCTCATGGTGGAGGGTGGAAAGTTTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGT 
TGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGC 
AGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCCGGGT 
TCTCCCGGGGTTGACGGTAGGTGGTGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAA 
AGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTA 
CCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACG 
TTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTT 
AATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACCTGCAGAGATGTGGGGTCA 
TTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTAC 
AATGGCCGGTACAATGGGCGTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGCCC 
AACCCCTTGTGGGAGGGAATGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 


>gi|219846749|ref|NR_026341.1| Nocardiopsis listeri strain DSM 40297 16S ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGG 
TGAGTAACACGTGAGCAACCTGCCCCCGACTCTGGGATAAGCGGCGGAAACGCCGTCTAATACCGGATAC 
GACCCGCCACCTCATGGTGTGCGAGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTT 
GTTGGTGGGGTAAAGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGAT 
GCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACTAACGCAGGCTCCAC 
GTTCTCGTGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTG 
AAAGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCACGCTAGAGGTAGGTAGGGGAGACTGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCT 
TACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAA 
CGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGC 
TTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACCTGTAGAGATACAGGGT 
CATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGG 


GTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCT 
ACAATGGCCGGTACAATGGGCGTGCGAGACCGTAAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGC 
CTAACCCCTTGTGGGAGGGAATGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 


>gi|219846748|ref|NR_026340.1| Nocardiopsis alba strain DSM 43377 16S ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGG 
TGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATAC 
GACCTTCCGCCTCATGGTGGAGGGTGGAAAGTTTTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTG 
TTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACG 
CAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCCGGG 
TTCTCTCGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGA 
AAGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAAT 
TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTT 
ACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAAC 
GTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCT 
TAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACCTGTAGAGATACAGGGTC 
ATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTA 
CAATGGCCGGTACAATGGGCGTGCGATACCGTAAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGCGGCC 
TAACCCTTCGGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 


>gi|219846747|ref|NR_026339.1| Nocardiopsis dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal 
RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGG 
TGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATAC 
GACCCGCCACCTCATGGTGGAGGGTGGAAAGTTTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGT 
TGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGC 
AGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCCCGGAGT 
TCTCTTCGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAA 
AGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTA 
CCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACG 
TTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTT 
AATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACTCGCAGAGATGTGAGGTCA 
TTTAGTTGGCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTAC 
AATGGCCGGTACAATGGGCGTGCGATACCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGCGGCCT 
AACCCCTTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 


>gi|219846746|ref|NR_026338.1| Sphingomonas trueperi strain LMG 2142 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGATCTTCGGATCTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCTTGGGGTTCGGAATAACTCCCCGAAAGGGGTGCTAATACCGGATGATGT 
CGAGAGACCAAAGATTTATCGCCCTGAGATGAGCCCGCGTAGGATTAGCTAGTTGGTGTGGTAAAGGCGC 
ACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGAAGATAATGACTGTACCGGGAGAATAAGCCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCTTTGTAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAGACT 
GCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTGGTGCTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGA 
CATGGTAGGACGACTGGCAGAGATGCCTTTCTTCCCTTCGGGGACCTACACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGACTTTAGTTACCATC 
ATTAAGTTGGGTACTTTAAAGTAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCAAGTACAGTGGGCAGCAATCCCGCGAGGGT 
GAGCTAATCTCCAAAACTTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 


GGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCAGCAATGAGAGGCAGGCGACCACGGTGGGCTTAG 
CGACTGGGGTGAANTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|219846745|ref|NR_026337.1| Pedomicrobium australicum strain IFAM ST1306 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCCGTAGCAATACGGAG 
TGGCAGACGGGTGAGTAACGCGTGGGAACCTACCTTACGGTCGGGAATAGCTCAGGGAAACTTGGGGTAA 
TACCGGATACGCCCTTACGGGGAAAGATTTATCGCCGTTAGATGGGCCCGCGTAGGATTAGCTAGTTGGT 
GAGGTAATGGCTCACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCC 
ATGCCGCGTGAGTGACGAAGGCCTTAGGGTTGTAAAGCTCTTTTGGCGGGGAAGATAATGACGGTACCCG 
CAGAATAAGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGAGCTAGCGTTGTTCGGAAT 
CACTGGGCGTAAAGCGCACGTAGGCGGATGTGTCAGTCAGGGGTGAAATCCCGGAGCTCAACTTCGGAAC 
TGCCCTTGATACAACACGTCTTGAGTCCGAGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGT 
AGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGCCGTCAGCAAGC 
ATGCTTGTTGGTGGCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTT 
ACCAGCCCTTGACATGCCCGGACGGTTTCCAGAGATGGATTCCTCCTAGCAATAGGTCGGGACACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCA 
TTAGTTGCCCTTATTAAGTTAGGCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGA 
CGTCAAGTCATCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCCA 
CCCAGCGATGGGCAGCTAATCCCAAAAAGCCGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGA 
AGTCGGAATCGCTAGTAATCGCAGATCAGCACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTTGGTTTTACCCGAAGACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGT 
AAGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGG 


>gi|219846744|ref|NR_026336.1| Clostridium vincentii DSM 10228 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCTTCTTCGGAAGCGGATTAGCGG 
CGGACGGGTGAGTAACACGTGGGCAACCTGCCCTATAGAGGGGAATAGCCTTCCGAAAGGAAGATTAATA 
CCCCATAAGATTGTAGTTTCACATGGAACAGCAATTAAAGGAGCAATCCGCTATAGGATGGGCCCGCGGC 
GCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGG 
CCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGG 
AAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTTGGGGACG 
ATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGGGATGTGAAATACTCG 
GGCTCAACCTGAGTGCTGCATTCCAAACTGGAAGTCTAGAGTACAGGAGGGGAAAGTGGAATTCCTAGTG 
TAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGACTTTCTGGACTGTAACTGACG 
CTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATA 
CTAGGTGTGGGGGTTGTCATGACCTCCGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGG 
TCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGCATTACCCTTAATCGGGGAAGTCCTTTCGGGG 
ACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCCGG 
TACAAAGAGACGCAATACCGCAAGGTGGAGCCAAACTATAAAACCGGTCTCAGTTCGGATTGCAGGCTGA 
AACTCGCCTGCATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAATACCCAAAGTTGGTGATCTAACCCGCAAGGG 
AGGAAGCCACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAA 


>gi|219846743|ref|NR_026335.1| Legionella drancourtii strain LLAP12 16S ribosomal RNA, partial sequence 
TGCTTAACACATGCAAGTCGAACGGCAGCATAGTCTAGCTTGCTAGATGGGTGGCGAGTGGCGAACGGGT 
GAGTAACGCGTAGGAATATGCCTTAAAGAGGGGGACAACTTGGGGAAACTCAAGCTAATACCGCATAATG 
TCTGAGGACAAAAGCTGGGGACCTTCGGGCCTGGCGCTTTAAGATTAGCCTGCGTCCGATTAGCTAGTTG 
GTAGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTG 
AGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAG 
CAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAGGATTGTTTGTTT 
AAGAGATGAATGATTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAT 
ACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGTTGAGTAAGTTATCTG 
TGAAATCCCTGGGCTTAACCTGGGCAGGTCAGATAATACTGCTTGACTCGAGTATGGGAGAGGGTAGTGG 
AATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGCC 
TAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGTCAACTAGCTGTTGGTTATATAAATATAATTAGTGGCGCAGCAAACGCGATAAGTTGACCGCC 
TGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGGATTTTGCAGAGATGCGAAA 
GTGCCTTCGGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGTAACGAGCGCAACCCTTATTGTTAGTTGCCAGCACGTAATGGTGGGAACTCTAATGAGACTGCC 
GGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGT 
GCTACAATGGGTGATACAGAGGGAAGCGAAGGAGTGATCTGGAGCCAATCTTAGAAAGTCGCTCGTAGTC 
CGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGT 
GAATACGTTCCCGGGCCT 


>gi|219846742|ref|NR_026334.1| Legionella lytica strain L2 16S ribosomal RNA, partial sequence 


CAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACAGTCTAGCTTGCTAGACGG 
GTGGCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATACCTTGAAGAGGGGGACAACTTGGGGAAACT 
CAAGCTAATACCGCATAATGTCTGAGGACGAAAGCCGGGGACCGTAAGGCCTGGCGCTTTAAGATTAGCC 
TCCGTCCGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGAT 
GACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAA 
TGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTG 
GGGAGGAGGCTTGTTAGGTTAAGAGCTAGATAAGTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGAGTGCGTAG 
GTGGTTTGGTAAGTTATCTGTGAAATCCCTGGGCTCAACCTGGGCAGGTCAGATAATACTGCTGAACTCG 
AGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTG 
GCGAAGGCGGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCTGTTGGTTATATGAATATAATTAGTGGCGCAGCA 
AACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTG 
AACTTTGCAGAGATGCATTGGTGCCTTCGGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTGTTAGTTGCCAGCGCGTAATGGCG 
GGAACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCTTA 
CGGGTAGGGCTACACACGTGCTACAATGGTTGATACAGAGGGAAGCGAAGGAGCGATCTGGAGCCAATCT 
TAGAAAGTCAATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGG 
CTGCACCAGAAGTAGATAGTCTAACCGCAAGGAGGACGTTTACCACGGTGTGGTTCATGACTGGGGTGAA 
GTCGTAACAAG 


>gi|219846741|ref|NR_026333.1| Leptothrix mobilis strain Feox-1 16S ribosomal RNA, complete sequence 
CAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAGAGGG 
GCAACCCCTGAGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTAGTGGGGGATAGCCCGGC 
GAAAGCCGGATTAATACCGCATGAGACCTGAGGGTGAAAGCGGGGGACTCGCAAGAGCCTCGCGCTACTG 
GAGCGGCCGATGTCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCT 
GAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATT 
TTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGC 
TTTTGTCAGGGAAGAAATCTTCTGGGCTAATACCCTGGGAGGATGACGGTACCTGAAGAATAAGCACCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GTGCGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGT 
ATAGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAA 
CACCGATGGCGAAGGCAGTCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAGGGTTTCTTCTCAGTAAC 
GTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACAT 
GCTAGGAATCCTGCAGAGATGTGGGAGTGCTCGAAAGAGAACCTAGACACAGGTGCTGCATGGCCGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAA 
GGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCT 
TATGGGTAGGGCTACACACGTCATACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAAT 
CCCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAAT 
CGCGGATCAGCTTGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCG 
GGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219846740|ref|NR_026332.1| Shigella dysenteriae strain ATCC 13313 16S ribosomal RNA, partial sequence 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGAAAGCAGCTTGCTG 
TTTGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGA 
AACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATG 
TGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGA 
GGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTC 
AGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCAC 
GCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAG 
CTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACC 
GGTGGCGAAGGCGGCCCCCTGGACGAAAACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGA 
GCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGT TAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCA 
CAGAACCTTGTAGAGATACGAGGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGC 
CGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCC 
TTACGACCAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGA 
CCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAA 
TCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
GGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGT 
GAAGTCGTAACAAGGTA 


>gi|219846739|ref|NR_026331.1| Shigella flexneri strain ATCC 29903 16S ribosomal RNA, partial sequence 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGCAGCTTGCTG 


TTTCGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGG 
AAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGAT 
GTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAG 
AGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTT 
CAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAAGCACCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCA 
CGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA 
GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATAC 
CGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGG 
AGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCC 
ACGGAAGTTTTCAGAGATGAGAATGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGG 
CCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGACCAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGG 
ACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTA 
ATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTA 


>gi|219846738|ref|NR_026330.1| Eubacterium callanderi strain DSM 3662 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGAAAGTTTTGAATGATCCTTCGGGTGAAAT 
TAGAACTGGAAAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTGCCCTATGGAAAGGAATAGCCTCGG 
GAAACTGGGAGTAAAGCCTTATATTATGGTTTTGTCGCATGGCAAGATCATGAAAACTCCGGTGCCATAG 
GATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATGGGTAACCGGTCT 
GAGAGGGCGAACGGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTC 
TGTTATTGGGGAAGAAAACATGACGGTACCCAATGAGGAAGTCCCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGGACAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTCTATTAAGTC 
TGATGTGAAAGGTACCGGCTCAACCGGTGAAGTGCATTGGAAACTGGTAGACTTGAGTATTGGAGAGGCA 
AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGC 
TGGACAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAATGCTAGGTGTTGGGGAAACTCAGTGCCGCAGTTAACACAATAAGCATTCCGCCTGG 
GGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACGAGCCTAGAGATAGGAAGTTT 
CCTTCGGGAACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCCTGCCTTTAGTTGCCAGCATTAAGTTGGGCACTCTAGAGGGACTGCCGTAGA 
CAATACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTAC 
AATGGTCTGAACAGAGGGCCGCGAAGCCGCGAGGTGAAGCAAATCCCTTAAAACAGATCCCAGTTCGGAT 
TGCAGGCTGCAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATG 
CGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGCCTGTGAGAGAA 
CCGCAAGGACTCAGCAGTCGAAGGTGGGGCTAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGG 
AAGG 


>gi|219846737|ref|NR_026329.1| Acetobacterium bakii strain DSM 8239 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGACAAAGGTGCTTGCACCTTTTGAAAGTGG 
CGAACGGGTGAGTAACGCGTGGGTAACCTACCCTTTGGAAAGGAATAGCCCCGGGAAACTGGGTGTAATA 
CCTTATAAGATACGTGAGTCGCATGGCTCGTGTATTAAACGCTCCGGCGCCATAGGATGGACCCGCGTCC 
CATTAGCTAGTTGGTGAGATAACAGCTCACCAAGGCGACGATGGGTAACCGGTCTGAGAGGGCGAACGGT 
CACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGC 
AACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTATTGGGGAAGA 
AAAAAAGACGGTACCCAAGAAGAAAGTTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAA 
CAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTCTTAAGTCAGATGTGAAAGGCCA 
CAGCTCAACTGTGGACATGCATTTGAAACTGAGAGACTTGAGTATTGGAGAGGCAAGTGGAATTCCTAGT 
GTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACAAATACTGAC 
GCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGT 
GCTAGGTGTTGGGGAGACTCAGTGCCGCAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGACCGCAA 
GGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACG 
CGAAGAACCTTACCAGGTCTTGACATCCTCTGACCATCTGAGAGATCAGACTTTCCCTTCGGGGACAGAG 
TGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCTGTGGTTAGTTGCCATCATTNAGTTGGGCACTCTAAGCAGACTGCCGTGGATAACACGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCTGAACAGA 
GGGCTGCGAAGCCGCAAGGTGAAGCCAATCCCTTAAAACAGATCTCAGTTCGGATTGCAGGCTGAAACTC 
GCCTGCATGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATGCGTTCCCGGGTCTTG 
TACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGACAACCGTAAGGAGTCAGC 
TGCCGAAGGTGGGGTCGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219846736|ref|NR_026328.1| Acetobacterium fimetarium strain DSM 8238 16S ribosomal RNA, partial 
sequence 

CGAACGCTGGCGGTANGNTTAACACATGCAAGTCGAACGAGACAAGATGGCAGTGCTTGCACGGAAATCT 
TAGAAAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTGCCCTATGGAAAGGAATAGCCTCGGGAAACT 


GGGAGTAATGCCTTATAAGATATGAGAGTCGCATGGCTTTNGTATTAAACGCTCCGGTGCCATAGGATGG 
ACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCTCACCAAGGCGACGATGGGTAACCGGTCTGAGAG 
GGCGAACGGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCG 
CAATGGGGGAAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTA 
TTGGGGAAGAAAAAAAGACGGTACCCAGGGAGAAAGTTCCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGAACAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTCAGATG 
TGAAAGGTACCGGCTCAACCGGTGACATGCATTTGAAACTGAAAGACTTGAGTATTGGAGAGGCAAGTGG 
AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC 
AAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGT 
ACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATT 
CGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAATCTGAGAGATCAGACTTTCCCTTC 
GGGGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTCAGTTGGGCACTCTAAGCAGACTGCCGTGGATAACA 
CGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGG 
TCTGAACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGTTCGGATTGCAG 
GCTGAAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATGCGTTC 
CCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGGTAACCGTA 
AGGAACCAGCTGCCGAAGGTGGGGTTAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219846735|ref|NR_026327.1| Acetobacterium paludosum strain DSM 8237 16S ribosomal RNA, partial 
sequence 
CGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGCGACGAAGGTGCTTGCACCTTCAGAGAGTGG 
CGAACGGGTGAGTAACGCGTGGGTAACCTACCCTTTGGAAAGGAATAGCCTCGGGAAACTGGGAGTAATG 
CCTTATAAGATGCGAGAGCCGCATGGCTTTTGCATTAAACGCTCCGGCGCCATAGGATGGACCCGCGTCC 
CATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATGGGTAGCCGGTCTGAGAGGGCGAACGGC 
CACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGA 
AACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTATTGGGGAAGA 
AAAAAAGACGGTACCCAAGAAGAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGA 
CAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTCAGATGTGAAAGGTTA 
CGGCTCAACCGTAGACATGCATTTGAAACTGAAAGACTTGAGTATTGGAGAGGCAAGTGGAATTCCTAGT 
GTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACAAATACTGAC 
GCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGT 
GCTAGGTGTTGGGGAGACTCAGTGCCGCAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGACCGCAA 
GGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACG 
CGAAGAACCTTACCAGGTCTTGACATCCTCTGACAACCCAAGAGATTGGGCTTTCCCTTCGGGGACAGAG 
AGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCTGTGGTTAGTTGCCATCATTTAGTTGGGCACTCTAAGCAGACTGCCGTGGATAACACGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCTGAACAGA 
GGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGTTCGGATTGTAGGCTGAAACTC 
GCCTACATGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATGCGTTCCCGGGTCTTG 
TACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGACAACCGTAAGGAGTCAGC 
TGCCGAAGGTGGGGTCGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219846734|ref|NR_026326.1| Acetobacterium malicum strain DSM 4132 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGACGAGATGGAAGTGCTTGCACGGAAATCT 
TAGAAAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTGCCCTATGGAAAGGAATAGCCTCGGGAAACT 
GGGAGTAATGCCTTATAATACATTGAAGTCGCATGGCTTTGATGTTAAACGCTCCGGTGCCATAGGATGG 
ACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATGGGTAACCGGTCTGAGAG 
GGCGAACGGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCG 
CAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTA 
TTGGGGAAGAAAAAAAGACGGTACCCAAGAAGAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTANGGGACNAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTCAGATG 
TGAAAGGTACCGGCTCAACCGGTGACATGCATTTGAAACTGAAAGACTTGAGTATTGGAGAGGCAAGTGG 
AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGAC 
AAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGT 
ACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATT 
CGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAATCTGAGAGATCAGACTTTCCCTTC 
GGGGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTNAGTTGGGCACTCTAAGCAGACTGCCGTGGATAACA 
CGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGG 
TCTGAACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGTTCGGATTGCAG 
GCTGCAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATGCGTTC 
CCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGGTAACCGCA 
AGGAACCAGCTGCCGAAGGTGGGGTCAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219846733|ref|NR_026325.1| Acetobacterium carbinolicum strain DSM 2925 16S ribosomal RNA, partial 
sequence 

CGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGACAAAAGAGAAGTGCTTGCACGGATCTTT 
TAGAAAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTACCCTATGGAAAGGAATAGCCTCGGGAAACT 
GGGAGTAATGCCTTATAAGATATATTTGTCGCATGGCAGATGTATTAAACGCTCCGGTGCCATAGGATGG 
ACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCTCACCAAGGCGACGATGGGTAACCGGTCTGAGAG 


GGCGAACGGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCG 
CAATGGGGGAAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTA 
TTGGGGAAGAAAAAAAGACGGTACCCAAGAAGAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGGACAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTCAGATG 
TGAAAGGTACCGGCTCAACCGGTGACATGCATTTGAAACTGAAAGACTTGAGTATTGGAGAGGCAAGTGG 
AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGAC 
AAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGT 
ACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATT 
CGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACCATCTGAGAGATCAGACTTTCCCTTC 
GGGGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTTAGTTGGGCACTCTAAGCAGACTGCCGTGGATAACA 
CGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGG 
TCTGAACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGTTCGGATTGCAG 
GCTGCAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATGCGTTC 
CCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGGNAACCGTA 
AGGANCCAGCTGCCGAAGGTGGGGTCAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219846732|ref|NR_026324.1| Acetobacterium wieringae strain DSM 1911 16S ribosomal RNA, partial 
sequence 
CGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGACGAGATGGAATGACCCTTCGGGGGAATG 
AAATCTTAGAAAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTGCCCTATGGAAAGGAATAGCCTCGG 
GAAACTGGGAGTAATGCCTTATAATACAGTGAAGTCGCATGGCTTTGCTGTTAAACGCTCCGGTGCCATA 
GGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATGGGTAACCGGTC 
TGAGAGGGCGAACGGTCACACTGGAACTGAGACACGNTCCAGATTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCT 
CTGTTATTGGGGAAGAAAAAAGACGGTACCCAAGAAGAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGGACAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTC 
AGATGTGAAAGGTACCGGCTCAACCGGTGACATGCATTTGAAACTGAAAGACTTGAGTATTGGAGAGGCA 
AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGC 
TGGACAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGG 
GGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAATCTGAGAGATCAGACTTTC 
CCTTCGGGGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTTAGTTGGGCACTCTAAGCAGACTGCCGTGGA 
TAACACGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTAC 
AATGGTCTGAACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGTTCGGAT 
TGCAGGCTGCAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATG 
CGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGGCAA 
CCGCAAGGANCCAGCTGCCGAAGGTGGGGTCAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGG 
AAGG 


>gi|219846731|ref|NR_026323.1| Acetobacterium woodii strain DSM 1030 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGACAAGATGGAAGGATCCTTCGGGTGAATG 
AAATCTTAGAAAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTACCCTATGGAAAGGAATAGCCCCGG 
GAAACTGGGTGTAATACCTTATAAGATATATTTGTCGCATGGCAGATGTATTAAACGCTCCGGCGCCATA 
GGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATGGGTAACCGGTC 
TGAGAGGGCGAACGGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCT 
CTGTTATTGGGGAAGAAAAAAAGACGGTACCCAAGAAGAAAGTCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGACAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGT 
CAGATGTGAAAGGTACCGGCTCAACCGGTGACATGCATTTGAAACTGAAAGACTTGAGTATTGGAGAGGC 
AAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTG 
CTGGACAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTG 
GGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGT 
TTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACCATCTGAGAGATCAGACTTT 
CCCTTCGGGGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTNAGTTGGGCACTCTAAGCAGACTGCCGTGG 
ATAACACGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTA 
CAATGGTCTGAACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGTTCGGA 
TTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGAAT 
GCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGGCA 
ACCGNAAGGAGCCAGCTGCCGAAGGTGGGGTCAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCG 
GAAGG 


>gi|219846730|ref|NR_026322.1| Clostridium pascui strain DSM 10365 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGATGAACCTTCGGGGGGAGTCTAGCGGC 
GGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGAGGGGGATAGCCTCCCGAAAGGGAGATTAATAC 
CGCATAACATTATTTCTTCGCATGAAGAGATAATCAAAGGAGTAATCCGCTTTGAGATGGACCCGCGGCG 
CATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGC 
CACATTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGA 


AACCCTGACGCAGCAACGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCTGGGACGA 
TAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCA 
AGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATATTTAAGTCAGATGTGAAATACCCGA 
GCTTAACTTGGGTGCTGCATTTGAAACTGGATATCTGGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGT 
AGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGC 
TGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATAC 
TAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGCAGTTAACACAATAAGTATTCCGCCTGGGGAGTACGG 
TCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCTAGACTTGACATCCCCTGAATTACTCGTAATGGAGGAAGCCCTTCGGGGC 
AGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTATCATTAGTTGCTACCATTAAGTTGAGCACTCTAATGAGACTGCCCGGGTTAACCGGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGTTGGTA 
CAAAGAGAGGCAAGACCGTGAGGTGGAGCAAAACTCAAAAACCAATCCCAGTTCGGATTGTAGGCTGAAA 
CTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGAGAGTTGGCAACACCCGAAGTCCGTGAGGTAACCGTAAGGAGCC 
AGCGGCCGAAGGTGGGGTCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTG 
G 


>gi|219846729|ref|NR_026321.1| Thermodesulfovibrio islandicus strain Rlha3 16S ribosomal RNA, partial 
sequence 
GGCGTGCCTAACACATGCAAGTCGAGCGGACCAGAAATGGAGGTAACTTTATTTCTGGTTAGCGGCGAAC 
GGGTGAGTAACACGTGGGTAACCTGCCCTCAGGAGGAGGATAACTCGGGGAAACCTGAGCTAATACTCCA 
TAAGACCACGAGCTGAAATGCTTGTGGTAAAAGAAGCAATTCACCTGAGGATGGGCCCGCGGCCTATCAG 
GTAGTTGGTAGGGTAATGGCCTACCAAGCCTATGACGGGTAGCCGAGCTGAGAGGCTGGCCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCT 
GACCCAGCGACGCCGCGTGGGGGAAGAAGGCCTTCGGGTTGTAAACCCCTTTTGCAGGGGACGACACAGG 
ACGGTACCCTGCGAATAAGCCACGGCTAACTCTGTGCCAGCAGCCGCGGTAAGACAGAGGTGGCAAGCGT 
TGCTCGGATTCACTGGGCTTAAAGGGCGCGTAGGTGGTTTTGTAAGTCTAAGGTGGAATTCCACAGCTTA 
ACTGTGGGACTGCCTTTGATACTGCAAGGCTTGAGTCAGGCAGAGGAGGGCGGAATTCCCGGTGTAGCGG 
TGAAATGCGTAGATATCGGGAGGAAGACCTGTGTCGAAGGCGGCCCTCTGGGCCTNTACTGACACTGAGG 
CGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGGTGGGCACTAGGT 
GTGGGGTCCATATGGACTCTGTGCCGAAGGGAAACCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAG 
GTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGC 
GAAGAACCTTACCTGGGCTTGACATGCTGGTGGTAGGAACCCGAAAGGGGGACGACCTTAGGGGTAACTC 
TAAGGAGCCAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTATCCCCTGTTGCCATCAGGTAAAGCTGGGCACTCTGGGGAAACTGCCGGCGACAA 
GCCGGAGGAAGGTGGGGATGACGTCAAGTCCGCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAAT 
GGGCGCTATAGAGGGTAGCAAACCCGCGAGGGTGAGCCAATCCCTAAAAAGCGCTCTCAGTTGGGATCGG 
AGTCTGCAATTCGACTCCGTGAACCCGGAATCGCTAGTAATCGCGCATCAGCTACGGCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGCTGGCTTCATCCGAAGTTGGTGAGCTAACC 
Cc 


>gi|219846728|ref|NR_026320.1| Xanthomonas populi strain LMG 5743 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATAGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGTGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTRCAGTGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGTAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCG 


>gi|219846727|ref|NR_026319.1| Xanthomonas oryzae strain LMG 5047 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 


GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCAGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846726|ref|NR_026318.1| Xanthomonas fragariae strain LMG 708 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACGGTAAGAGCTTGCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCCACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTANGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGYGGATACTGGATCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTTAAATCCGTRGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis strain LMG 538 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGG 
TGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGTTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
TGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGATCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGAGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGG 
CGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACACAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTCATGGTGG 
GAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGACCAGGGCTACACACGTACTACAATGGTAAGGACAGAGGGCTGCAAACTCGCGAGAGTGAGCCAATCC 
CAGAAACCTTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTT 
GTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846724|ref|NR_026316.1| Xanthomonas albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTGGTAGCAATACCATGGGTG 
GCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTGGGGGATAACGTAGGGAAACTTAC 
GCTAATACCGCATACGACCTTAGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGATAGATGAGCCGAT 
GTCGGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGG 
GCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGG 
AAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTG 


CCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTG 
GTTGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGYGGATACTGGGCAACTAGAGT 
GTGGYAGAGGATGGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCTGTGGCG 
AAGGCGGCCATCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAACTTGGCACGCAGTATCGAAGCTAAC 
GCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAAC 
TTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGA 
ACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
ACCAGGGCTACACACGTACTACAATGGTAAGGACAGAGGGCTGCAAACTCGCGAGAGTGAGCCAATCCCA 
GAAACCTTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
GATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGT 
TGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio ruminis strain DSM 9787 16S ribosomal RNA, partial 
sequence 
GGCGGCGTGCCTAACACATGCAAGTCGACGGAGCAACTTATCACGATCCCTTCGGGGTGACGATTTGTTG 
ACTGAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTACCTTGTACAGGGGGACAACAGTTGGAAACGA 
CTGCTAATACCGCATAAGCGCACAGCATCGCATGANGCAGTGTGAAAAGTTTTTCGGTACAAGATGGACC 
CGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCAGTAACCGACCTGAGAGGGT 
GACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCA 
GGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTA 
TGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTTTACAAGTCTGATGTGAAA 
GCCCGGGGCTCAACTCCGGTATTGCATTGGAAACTGTAGAACTAGAGTGTCGGAGGGGTAAGTGGAATTC 
CTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATTA 
CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGAATACTAGGTGTTGGCTTCCATAGGGAGTCGGTGCCGCAGCTAACGCAATAAGTATTCCACCTGGGGA 
GTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCCACTGACAAAGTATGTAATGTACTCTTCCT 
TCGGGACAGTGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATCTTTAGTAGCCAGCATTTCGGATGGGCACTCTAGAGAGACTGCCCGGGTGA 
ACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAA 
TGGCGTAAACAAAGGGAAGCAATTGGGTGACCATGAGCAAATCTCAAAAATAACGTCTCAGTTCGGATTG 
TAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACG 
TTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGAATGCCCGAAGTCTGTGACCCAACC 
CGTAAGGAGGGAGCAGCCGAAGGCAGGCTCGATAACTGGGGTGAAGTCGTAACAAGGTAGCC 


>gi|219846722|ref|NR_026314.1| Blautia hydrogenotrophica strain $5a36 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAGCGATAGAGAACGGAGATTTCGGTTGA 
AGTTTTCTATTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCCTATACAGGGGGATAAC 
AGTTAGAAATGACTGCTAATACCGCATAAGCGCACAGCTTCGCATGAAGCGGTGTGAAAAACTGAGGTGG 
TATAGGATGGACCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCCATAGCC 
GGCCTGAGAGGGTGAACGGCCACATTGGGAC TGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATCTCGGTATGTAA 
ACTTCTATCAGCAGGGAAGAAAGTGACGGTACCTGACTAAGAAGCCCCGGCTAATTACGTGCCAGCAGCC 
GCGGTAATACGTAAGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTGGCAA 
GTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCAGACTTGAGTGCCGGAGAG 
GCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCC 
TGCTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCTGTAAACGATGAATACTAGGTGTCGGGTGGCAAAGCCATTCGGTGCCGCAGCAAACGCAATAAGTA 
TTCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCCTCTGACCGGGAAGTA 
ATGTTCCCTTTTCTTCGGAACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCTTAGTAGCCAGCAGGTAGAGCTGGGCACTCTAGGG 
AGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCT 
ACACACGTGCTACAATGGCGTAAACAAAGGGAAGCGAAGGGGTGACCTGGAGCAAATCTCAAAAATAACG 
TCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAAT 
GTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAA 
GTCAGTGACCCAACCNAAAGGAGGGAGCTGCCGAAGGTGGGACTGATAACTGGGGTGA 


>gi|219846721|ref|NR_026313.1| Methylophaga sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
TTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGATGAAGTCTAGCTTGCTAGACGGATTAGTG 
GCGGACGGGTGAGTAATGTATAGGGATCTGCCTAGTAGTGGGGGACAACAGCCGGAAACGGCTGCTAATA 
CCGCATACGCTCTACGGAGGAAAGCGGGGGCTCTTCGGACCTCGTGCTATTAGATGAACCTATATCAGAT 
TAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAG 
CCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAATAGGGAGGAAAG 
GTTATGCGTTAATACCGTATAGCTGTGACGTTACCTATAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTATTT 
AAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGATACTGGATGGCTAGAGTGTGGTAG 


AGGTGATTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACATCAGTGGCGAAGGCGA 
CTCACTGGGCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGTCAAGTAGGTGTATGGAGAATTTATTCTTTGTGTATCGAAGCTAACGCGATAA 
GTTGACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTACGGAAGATAGAAG 
AGATTTTATTGTGCCTTCGGGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGG 
AGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGCCAGGGCT 
ACACACGTGCTACAATGGCTAGTACAAAGGGTTGCTAACTCGCGAGAGTATGCTAATCCCATAAAGCTAG 
TCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAAT 
GCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGCAAAAGAA 
GTAGGTAGACTAACCTTCGGGAGGCCGCTTACCACTTTGTGGTCAATGACTGGGGTGAAGTCGTAACAAG 
GTAGCCCTAGGGGAACC 


>gi|219846720|ref|NR_026312.1| Blautia schinkii strain B 16S ribosomal 
TGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGANCGGAGATTGATTTAACAGAGACTTCGGTTGAAG 
TTGTTCTGATCTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTTGTACTGGGGGATAACAGC 
CAGAAATGACTGCTAATACCGCATAAGCGCACNGGACCGCATGNTCTNGTGTGAAAAACTCCGGTGGTAC 
AAGATGGACCCGCGTTGGATTAGCTAGTTGGCAGGGCAGAGGCC TACCAAGGCGACGATCCATAGCCGGC 
CTGAGAGGGTGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGGGNAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATCTCGGTATGTAAACT 
TCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTATAGCAAGTC 
TGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTAAACTTGAGTGCCGGAGAGGTA 
AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTAC 
TGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAATACTAGGTGTCGGGTGGCAAAGCCATTCGGTGCCGCAGCAAACGCAATAAGTATTC 
CACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCCCCTGACCGGTCCGTAACGG 
GACCTTTCCTTCGGGACAGGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTAGCCAGCGGTTTGGCCGGGCACTCTAGGGAGACT 
GCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACA 
CGTGCTACAATGGCGTAAACAAAGGGAAGCGACCGGGTGACCGTGAGCAAATCCCAAAAATAACGTCCCA 
GTTCGGACTGTAGTCTGCAACCCGACTACACGAAGCTGGAATCGCTAGTAATCGCGGATCAGAATGCCGC 
GGTGAATACGTNCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGTCAG 
TGACCTAACCGAAAGGGAGGAGCTGCCGAAGGCGGGACCGATGACTGGGGTGAAGTCGTAACAAGGTAGC 
CGTATCGGAAGG 


>gi|219846719|ref|NR_026311.1| Salinicoccus roseus strain DSM 5351 16S 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGCGGATCA 
GGAGCTTGCTCCTGTGACGCGAGTGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCATCAGACTGGG 
ATAACCACGGGAAACCGTGGCTAATACCGGATAACCCTTTTCCACACAGGTGGAAAAGTTGAAAGGCGGC 
TTCGGCTGTCACTGATGGATGGGCCTGCGGCGCATTAGCTGGTTGGTGGGGTAACGGCCCACCAAGGCGA 
CGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGGT 
TTCGGCTCGTAAAACTCTGTTGTCAGGGAAGAACGCCGACGGGAGTAACTGCCCGTCGGGTGACGGTACC 
TGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGA 
ATTATTGGGCGTAAAGCGCGCGTAGGCGGTTCGTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGA 
GGGTCATTGGAAACTGGCGGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGC 
GCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGTGCGAAAG 
CGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGG 
GTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAA 
ACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAGGCGAAGAA 
CCTTACCAAATCTTGACATCCTCTGACCACCCTGGAGACAGGGTTTCCTTCGGGGCAGAGTGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCAT 
TAGTTGCCAGCATTCAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAGGTACAAAGGGCAGCTA 
AGCCGCGAGGCCAAGCGAATCCCATAAAACTGTTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATG 
AAGCTGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCG 
CCCGTCACACCACGAAAGTCGGTAACACCTGAAGCCGGTGGGCCAACCTCTTGGAGGCAGCCGTCGAAGG 
TGGGACCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGAAAGGTGCGGCTGGATCACCTCCTT 
TCT 


>gi|219846718|ref|NR_026310.1| Lactobacillus panis strain DSM 6035 16S 
GTGCCTAATACATGCAAGTCGAGCGCACTGGCCCAACTGATATGACGTGCTTGCACTGATTTGACGATGG 
ATTACCAGTGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTAAAGCGGGGGATAACATTTGG 
AAACAGGTGCTAATACCGCATAACTACGAAAACCACATGGTTTTCGTATAAAAGATGGTTTCGGCTATCA 
CTTTAGGATGGGCCCGCGGTGCATTAGCTAGTTGGTAGGGTAACGGCTTACCAAGGCAATGATGCATAGC 
CGAGTTGAGAGACTGATCGGCCACAATGGAACTGAGACACGGTCCATACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTTCGGCTCGTA 
AAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCATGCAGTGACGGTATTCAACCAGAAAG 
TCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCG 
TAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGA 


RNA, partial sequence 


ribosomal RNA, complete sequence 


ribosomal RNA, partial sequence 


AACCGGGCGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATG 
GAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCG 
AACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGGTGTTGGAGGGTTTCCGCCCT 
TCAGTGCCGAAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGT 
CTTGACATCTTGCGCTAACCTAAGAGATTAGGCGTTCCCTTCGGGGACGCAATGACAGGTGGTGCATGGT 
CGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCC 
AGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAGATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCCGGTACAACGAGCAGCTAACCCGCGAG 
GGTGTGCAAATCTCTTAAAGCCGGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGAAGTTTGCAATGCCCAAAGTCAGTGGCCTAACCATTTGGAGGGAGCTGCCTAAGGCAGGACAGA 
TGACTGGGGTGAAGTCGTAA 


>gi|219846717|ref|NR_026309.1| Lactobacillus oris strain DSM 4864 16S ribosomal RNA, partial sequence 
GTGCCTAATACATGCAAGTCGAGCGCACTGGCCCAACAGAAATGACGTGCTTGCACTGATTTGACGTTGG 
ATTCCCAGTGAGCGGCGGACGGGTGAGTAACACGTGGCCAACCTGCCCCNAAGCGGGGGATAACATTTGG 
AAACAGGTGCTAATACCGCATAACTTGGAAAACCACATGGTTTTCCAATAAAAGATGGTTTCGGCTATCA 
CTTTGGGATGGGCCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTTACCAAGGCGATGATGCATAGC 
CGAGTTGAGAGACTGATCGGCCACAATGGAACTGAGACACGGTCCATACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTTCGGCTCGTA 
AAACTCTGTTGTTGGAGAAGAACGTGCGTAAGAGTAACTGTTTACGCAGTGACGGTATCCAACCAGAAAG 
TCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCG 
TAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGA 
AACCGGGCGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATG 
GAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCG 
AACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGGTGTTGGAGGGTTTCCGCCCT 
TCAGTGCCGAAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGT 
CTTGACATCTTGCGCCAACCTCAGAGATGAGGCGTTCCCTTCGGGGACGCAAAGACAGGTGGTGCATGGT 
CGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCC 
AGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAGATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCCGGTACAACGAGCAGCTAACCCGCGAG 
GGTGTGCAAATCTCTTAAAGCCGGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGAAGTTTGTAACGCCCAAAGTCGGTGGCCTAACCATTTGGAGGGAGCCGCCTAAGGCGGGACAGA 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCGAGGAGGAACCT 


>gi|219846716|ref|NR_026308.1| Xanthobacter autotrophicus strain 7c 16S ribosomal RNA, partial sequence 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCCCAGCAATGGGAGCGGCAGACGGGTGAGTAACACG 
TGGGGATCTACCCAATGGTACGGAATAACCCAGGGAAACTTGGACTAATACCGTATGTGCCCTTCGGGGG 
AAAGATTTATCGCCATTGGATGAACCCGCGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCG 
ACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGATGAAGGC 
CTTAGGGTTGTAAAGCACTTTCGCCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTT 
CGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTA 
GGCGGGTTGTTAAGTCAGAGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGGCGACCTT 
GAGTTCGAGAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGT 
GGCGAAGGCGGCCAACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTAGGCAGCTTGCTGCTTAGTGGCGCAGCTA 
ACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGGCAGGA 
CGATTTCCAGAGATGGATCTCTTCCAGCAATGGACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATTCAGTTGG 
GCACTCTAGAGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT 
ACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCAAAGGGGCGACCCCTAGCAAATC 
TCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCG 
TGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGG 
CTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTG 
AAGTCGTAACAA 


>gi|219846715|ref|NR_026307.1| Xanthobacter flavus strain 301 16S ribosomal RNA, partial sequence 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCCCAGCAATGGGAGCGGCAGACGGGTGAGTAACACG 
TGGGGATCTACCCAATGGTACGGAATAACCCAGGGAAACTTGGATTAATACCGTATGTGCCCTTCGGGGG 
AAAGATTTATCGCCATTGGATGAACCCGCGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCG 
ACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGC 
CTTAGGGTTGTAAAGCTCTTTCGCCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTT 
CGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTA 
GGCGGATCGTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCCTTGATACTGGCGATCTC 
GAGTTCGAGAGAGGTTGGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGT 
GGCGAAGGCGGCCAACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGGGGGTTTACCTCTCAGTGGCGCAGCTA 


ACGCCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGGCAGGA 
CGACTTCCGGAGACGGATTTCTTCCAGCAATGGACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCATCATTCAGTTGG 
GCACTCTAGAGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT 
ACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCGAACCCGCGAGGGTAAGCAAATC 
TCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCG 
TGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGG 
CTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTG 
AAGTCGTAACAA 


>gi|219846713|ref|NR_026305.1| Georgenia muralis strain 1A-C 16S ribosomal RNA, partial sequence 
CTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCAGCTTGCTGGTGGATT 
AGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTTCGGGATAACCGCGGGAAACCGTGGC 
TAATACCGGATATGACGCGCTATCGCATGGTGGTGTGTGGAAAGATTTATCGGTTGGGGATGGGCTCGCG 
GCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACC 
GGCCACACTGGGACTGAGACATCGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGG 
AAGAAGGCCTTCGGGTTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGCGCAACNTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTG 
TGAAAACGCGAGGCTTAACCTCGCGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC 
CGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTA 
AACGTTGGGCACTAGGTGTGGGACCCATTCCACGGGTTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGC 
CTGGGGAGTACGGCCGCAAGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCG 
GATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACATCCAGAGATGGGTG 
CCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTYCTGTGTTGCCAGCKGGTTATGCCGGGGACTCATGGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTYTTGGGCTTCACGCATGCT 
ACAATGGCCGGTACAAAGGGTTGCGATGCCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCC 
CAACCTCTTGTAGGGGG 


>gi|219846712|ref|NR_026304.1| Sphingobium xenophagum strain BN6 16S ribosomal RNA, partial sequence 
TGGCTCAGAACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAGACCTTCGGGTCTAGTGGCG 
CACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACTTCGGGAAACTGAAGCTAATACCG 
GATGATGACGAAAGTCCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGGGGT 
AAAGGCTCACCAAGGCAACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCC 
GCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGAGATGATAATGACAGTATCGGGAGAA 
TAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTG 
GGCGTAAAGCGCACGTAGGCGGCGATTTAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCT 
TTGAGACTGGATTGCTAGAATCTTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATA 
TTCGGAAGAACACCAGTGGCGAAGGCGGCTCGCTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACATGGT 
GTTTCGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAG 
GAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
GCGTTTGACATCCTCATCGCGGATTTCAGAGATGATTTCCTTCAGTTCGGCTGGATGAGTGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTT 
AGTTGCCAGCATTTGGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACG 
TCAAGTCCTCATGGCCCTTACGCGCTGGGC TACACACGTGCTACAATGGCGACTACAGTGGGCTGCAACC 
GTGCGAGCGGTAGCTAATCTCCAAAAGTCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAG 
GCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCC 
GTCACACCATGGGATTTGGATTCACCCGAAGGCACTGCGTTAACCCGCAAGGGAGACAGGTGACCACGGT 
GGGTTTAGAGACTGGGGTGAAGTCGTAACAAGGTAGCC 


>gi|219846711|ref|NR_026303.1| Desulfovibrio vietnamensis strain G3 100 16S ribosomal RNA, partial 
sequence 
CTGGCTCAGAATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGCGAAAGTCCTTCGGGGATGA 
GTAAAGTGGCGCACGGGTGAGTAACGCGTGGATGATCTACCTGCATCACCGGAATAACGGTTGGAAACGA 
CTGCTAATGCCGGATAGTCTTGAAAGGGTAAAGGGGGCCTCTGCTTGCAAGCTTCCGGGTGCTGATGAGT 
CCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCAGTAGCAGGTTTGAGAGGA 
TGACCTGCCACACTGGGACTGGAACGCGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCA 
ATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGAGGATGAAGGCCTTCGGGTCGTAAACTCCTGTCAAG 
AGGGAAGAACCGTATGCGGAATAATACACCGCATGCCTGACGGTACCTCTAGAGGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATCACTGGGCGTAAAGCGCGCGT 
AGGTGGCTTGGTAAGTCAGGTGTGAAAGCCCCCGGTCCAACCGGGGAATTGCACTTGATACTGCTAGGCT 
AGAGTTCAGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCGG 
TGGCGAAGGCGGCCACCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTCGGGGACTTGATCCTCGGTGCCGTAGCTA 
ACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATCCGGAGA 


ATCCCTCCGAAAAGAGGGAGTGCCCTTCGGGGAGCTCCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCAGTTGCCATCAGGTAATGCT 
GGGCACTCTGGAGAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCT 
TACGCCTAGGGCTACACACGTACTACAATGGCGCATACAAAGGGTTGCGATACCGCGAGGTGGAGCTAAT 
CCCAAAAAGTGCGTCTCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAAT 
CCCGTATCATCATGACGGGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTT 
GGTTCTGCCCGACGCCGATGAGCTAACCCGCAAGGGAGGCAGTCGTCTACGGTAGGGCCGATGATTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCT 


>gi|219846710|ref|NR_026302.1| Spirochaeta africana strain Z-7692 16S ribosomal RNA, partial sequence 
TGGCGGCGCGTTTTAAGCATGCAAGTCGAACGGGTAAGGCCCTTCGGGGTACACGAGTGGCGAACGGGTG 
AGTAACACGTGGGTGACCTGCCCAGAGGATGGGGATAGCCTGTGGAAACACAGGGTAATACCGAATAAGC 
TTATGCACTATGGTGCGATAAGGAAAGGGGCTTCGGCCTCGCCTTTGGATGGGCCCGCGTCTGATTAGTT 
AGTTGGTGGGGTAACGGCCTACCAAGACCGCGATCAGTAGCCGGCCTGAGAGGGTGATCGGCCACACTGG 
GACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGACGAAAGTCTGA 
CGGAGCGACGCCGCGTGGGTGAAGAAGGCAGGAATGTTGTAAAGCCCTTTTCTAGCTGAGGAATAAGGAT 
GGGAGGTAATGCCCGTCTGATGACGTTAAGCTAGGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCG 
GTAACACGTAAGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGCGCAGGCGGCCCGTCAAGTC 
TGGTGTGAAAGACCGCAGCTTAACTGCGGACACGCATTGGAAACTGGCAGGCTTGAGTACTGGAGGGGGA 
ACTGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCGGTGGCGAAGGCGAGTTCC 
TGGCCATGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGTACACTAGGTGTTGTTGGCCCTTGCCGGGTCAGTGTCGGAGCAAACGCGTTAAGTGTA 
CCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATTGAGCGACCGGCATAGAGATA 
TGCCTTCCCTTCGGGGCGCGAAAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCCTGCTGTCTGTTGCTATCAGGTAAAGCTGAGGACTCAGACGGAACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCTGGGCTACACA 
CGTGCTACAATGGCCGATACAGAGCGACGCGAAACCGCGAGGTGGAGCAAATCGCAGAAAGTCGGCCTCA 
GTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGGTGGAATCGCTAGTAATCGCGCATCAGAACGGCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGTACCCGAAGTCAC 
TAGTCTAACCAGCAATGGAGGACGGTGCCGAAGGTATGCCTGGTAAGGGGGGTGAAGTCGTAACAAGGTA 
GCCG 


>gi|219846709|ref|NR_026301.1| Spirochaeta alkalica strain Z-7491 16S ribosomal RNA, partial sequence 
TGGCGGCGCGTTTTAAGCATGCAAGTCGAGGGGTAGAAGCGCTTCGGTGCTTTGAGACCGGCGAACGGGT 
GAGTAACACGTAGGTGATCTGCCGTGAGGTTGGGGATAGCCTGTGGAAACACAGGGTAATACCGAATGAG 
CTTCTGACACTGTGGTGACAGGAGGAAAGGGGCGAGTGCCCCGCCTTACGATGAGCCTGCGGCTGATTAG 
CTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGATCGGCCACACT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGACGAAAGTCT 
GACGGAGCGACGCCGCGTGGGTGAAGAAGGCCGTGAGGTTGTAAAGCCCTTTTCTGCTTGAGGAATAAGC 
CTGGGAGGAAATGCCTGGGTGATGACGGTAGGGCAGGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCG 
CGGTAACACGTATGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATGAACAAG 
TCTGGTGTGAAAGACCGCAGCTTAACTGCGGGAGCGCGCTGGAAACTGTACATCTTGAATCCTTGAGGGG 
AAACTGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACATCAGTGGCGAAGGCGAGTT 
TCTGGCAAGTGATTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCTGTAAACGATGTGCACTAGGTGTTGGGGTGTTGAAACCTCAGTACCGGAGCTAACGCGGTAAGTGCA 
CCGCCTGGGGAGTATGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGTTTGACATATACTGGGAGCTATGAGAGAT 
CATGGTGCCCTTCGGGGCCGGTATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCCTATTGTCTGTTGCTAACAGGTGAAGCTGAGGACTCAGGCGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATATCCTGGGCTACAC 
ACGTGCTACAATGGCCGGTACAAAGTGAAGCGAAGCCGCGAGGTGAAGCAAATCGCAAAAAACCGGTCTC 
AGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGGTGGAATCGCTAGTAATCGCATATCAGCATGATG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGTACCCGAAGTCG 
NTAGTCTAACCAGCAATGGGGGACGGCGCCGAAGGTACGCCTGGTAAGGGGGGTGAAGTCGTAACAAGGT 
AGCCG 


>gi|219846708|ref|NR_026300.1| Spirochaeta asiatica strain Z-7591 16S ribosomal RNA, partial sequence 
TGGCGGCGCGTTTTAAGCATGCAAGTCGAACGGGTAAGGCCCTTCGGGGTACACGAGTGGCGAACGGGTG 
AGTAACACGTGGGTGATCTGCCCAGAGGTTGGGGATAGCCTGTGGAAACACAGGGTAATACCGAATAAGC 
TNTTTCACTATGGTGAGAAAAGGAAAGGGGCTTCGGCCTCGCCTTTGGATGAGCCCGCGGCTGATTAGCT 
AGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGG 
GACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGACGAAAGTCTGA 
CGGAGCGACGCCGCGTGGGTGAAGAAGGCAGGAATGTTGTAAAGCCCTTTTATAGCTGAGGAATAAGGAT 
GGGAGGTAATGCCCGTCTGATGACGTTAAGCTATGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCG 
GTAACACGTAAGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGCGCAGGCGGCCTTTCAAGTC 
TGGTGTGAAAGACCACAGCTTAACTGTGGACACGCATTGGAAACTGGGAGGCTTGAGTACTGGAGGGGGA 
ACTGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGAAAGAACACCGGTGGCGAAGGCGAGTTCC 
TGGCCATGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGTACACTAGGTGTTGGTCCTTGCCGGATCAGTATCGGAGCTAACGCGTTATGTGTACCG 
CCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATTGAGCGACCGACACAGAGATGTGT 
CTTCCCTTCGGGGCGCGAAAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAA 


GTCCCGCAACGAGCGCAACCCCTGCTGTCTGTTACCATCATTAAGTTGGGGACTCAGGCGGAACTGCCGG 
TGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCTGGGCTACACACGTGC 
TACAATGGTCGGTACAGAGCGATGCGATACGGTGACGTGGAGCAAATCGCAGAAAGCCGGCCTCAGTTCG 
GATTGGAGTCTGAAACTCGACTCCATGAAGGTGGAATCGCTAGTAATCGCGCATCAGAACGGCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGTACCCGAAGTCACTAGTC 
TAACCAGCAATGGAGGACGGNGCCGAAGGTATGCCTGGTAAGGGGGGTGAAGTCGTAACAAGGTAGCCG 


>gi|219846706|ref|NR_026298.1| Halomonas pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGAAGCTTCCTTCCTGGTGGCGAGCGGCGGA 
CGGGTGAGTAATGCATAGGAATCTGCCCGATAGTGGGGGATAACCTGGGGAAACTCAGGCTAATACCGCA 
TACGTCCTACGGGAGAAAGCAGGGGCTCTTCGGACCTTGCGCTATCGGATGAGCCTATGTCGGATTAGCT 
AGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGG 
GACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGA 
TCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGAGGAAGAAGGCCTCG 
GGCTTAATACGTCCGAGGGAGGACATCACTCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCG 
GTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCGTGATAAGCC 
GGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCATGCTAGAGTGCAGGAGAGGAA 
GGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTC 
TGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGTCGACTAGCCGTTGGGAGCCTCGAGTTCTTAGTGGCGCAGTTAACGCGATAAGTCGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCTTCGGAAGCCGAGAGAGATCT 
TGGTGTGCCTTCGGGAACCGAAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGG 
TTAAGTCCCGTAACGAGCGCAACCCCTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACA 
CGTGCTACAATGGCAGGTACAAAGGGTTGCAAGACGGCGACGTGGAGCTAATCCCATAAAGCCTGCCTCA 
GTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGCATCAGAATGGCAC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGT 
TAGCCTAACTTCGGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGGGA 


>gi|219846705|ref|NR_026297.1| Gordonia hirsuta strain DSM 44140 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGGGTACTCGAGTGGCGAACGGG 
TGAGTAACACGTGGGTGACCTGCCTCATACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACTGGATAT 
TCATTTCTGGCTGCATGGTCGGGGATGGAAAGCTTTTGCGGTGTGAGATGGGCCCGCGGCCTATCAGCTT 
GTTGGTGGGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGAT 
GCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGT 
GACGGTACCTGGTAAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCG 
TTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATCCTGCAACTC 
AATTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCG 
GTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAG 
GAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGG 
TGTGGGGTCCATTTCACGGATTCTGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAGCCGGCAGAGATGTCGGTGCCCTTGTGGCTGG 
TGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTCCTGTATTGCCAGCACGTAATGGTGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCGCGTAC 
AGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCGCGTCTCAGTTCGGATTGGGGTCTGCAA 
CTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGG 
AGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCG 


>gi|219846704|ref|NR_026296.1| Thermoanaerobacterium aotearoense strain JW/SL-NZ613 16S ribosomal RNA, 
partial sequence 
TGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAAGGGAGTACTACGGTACGAA 
CTTAGCGGCGGACGGGTGAGTAACGCGTGGACAATCTACCCTGTAGACCGGGATAACACTCCGAAAGGGG 
TGCTAATACCGGATAATGTCAAGAAGCGGCATCGCTTTTTGAAGAAAGGAGAAATCCGCTATAGGATGAG 
TCCGCGTCCCATTAGCTAGTTGGCGGGGTAAAAGCCCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGG 
GTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGTTC 
AATGGGGGAAACCCTGACACAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCAATAGT 
ATGGGAAGATAATGACGGTACCATACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCACGTAGGCGGCTATAAAAGTCAGATGTGAAA 
AACCTGGGCTCAACCGAGGGTATGCATCTGAAACTAAATAGCTTGAGTCAAGGAGAGGAGAGCGGAATTC 
CTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAATACCAGTGGCGAAAGCGGCTCTCTGGACTTGAA 
CTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGGATACTAGGTGTGGGTGAGGAATCATCCGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTA 
CGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACAGAATCAGGTAGAAATACCTGAGTGCCTTCT 
CTGAAGGAGCTGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCCTGTTGGTAGTTACCAGCGTAAAGACGGGGACTCTACCGAGACTGCCGTGGAT 
AACACGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCTTTATGCCCTGGGCTACACACGTGCTACA 


ATGGCCTGAACAGAGGGCAGCGAAGGAGCGATCCGGAGCGAATCCCAGAAAACAGGTCCCAGTTCAGATT 
GCAGGCTGCAACCCGCCTGCATGAAGACGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCAGTGACCTAAC 
CGCAAGGAAGGAGCTGCCGAAGGTGGGGTAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGA 
AGGTGCGG 


>gi|219846702|ref|NR_026294.1| Dactylosporangium vinaceum strain DSM 43823 16S ribosomal RNA, partial 
sequence 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGG 
GTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTCCCCTAGGCTTTGGGATAACCCTCGGAAA 
CGGGGGCTAATACCGAATATTCATGGACTCCGCATCGTGGTTTGTGGAAAGTTTTTCGGCCTGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGCCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCGA 
CAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTA 
AGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTTGCGTCAGC 
TGTGAAAACCCGCAGCTCAACTGTGGGCTTGCAGCTGATACGGGCAGGCTTGAGTTCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG 
GCCGATACTGACGC TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTGCGCTAAAGCCGTGGAGACAC 
GGTGTCCTTCGGGGGCGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTTCGATGTTGCCAGCGGTTCGGCCGGGGACTCATCGAAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATG 
CTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTC 
GGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGG 
CCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TACCGG 


>gi|219846701|ref|NR_026293.1| Dactylosporangium roseum strain DSM 43916 16S ribosomal RNA, partial 
sequence 
TGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGG 
GTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTCCCCTAGGCTTTGGGATAACCCTCGGAAA 
CGGGGGCTAATACCGAATATTCATGTCGTGTGGCATCACATGGTGTGGAAAGTTTTTCGGCTTGGGATGG 
GCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCG 
ACAGGGACGAAGCGTGAGTGACGGTACCTGGAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGT 
AAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTTGCGTCAG 
CTGTGAAAACCCGCAGCTCAACTGTGGGCTTGCAGCTGATACGGGCAGGCTTGAGTTCGGTAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCT 
GTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTTCGGTAATCCGGCAGAGATG 
TCGGGTCCTTCGGGGGCGCTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTTCGATGTTGCCAGCGGTTCGGCCGGGGACTCATCGAAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCAT 
GCTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTG 
GCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GT 


>gi|219846700|ref|NR_026292.1| Dactylosporangium matsuzakiense strain DSM 43810 16S ribosomal RNA, 
partial sequence 
TGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGG 
GTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTCCCCTAGGCTTTGGGATAACCCTCGGAAA 
CGGGGGCTAATACCGAATATTCATAGACTGGGCATCGTGGTGTGTGGAAAGTTTTTCGGCCTGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCGA 
CAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTA 
AGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTTGCGTCAGC 
TGTGAAAACCCGCAGCTCAACTGTGGGCTTGCAGCTGATACGGGCAGGCTTGAGTTCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG 
GCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTGCGCTAAAGCCGTGGAGACAC 
GGTGTCCTTCGGGGGCGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 


GTCCCGCAACGAGCGCAACCCTTGTTCGATGTTGCCAGCGGTTCGGCCGGGGACTCATCGAAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATG 
CTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTC 
GGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGG 
CCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGNGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 


>gi|219846699|ref|NR_026291.1| Dactylosporangium fulvum strain DSM 43917 16S ribosomal RNA, partial 


sequence 
TGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGG 
GTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTCCCCAGGCTTTGGGATAACCCTCGGAAAC 
GGGGGCTAATACCGAATATTCATGTCGTGTGGCATCACATGGTGTGGAAAGTTTTTCGGCTTGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCGA 
CAGGGACGAAGCGTGAGTGACGGTACCTGGAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTA 
AGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTTGCGTCAGC 
TGTGAAAACCCGCAGCTCAACTGTGGGCTTGCAGCTGATACGGGCAGGCTTGAGTTCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGCTGGCGAAGGCGGGTCTCTGG 
GCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTTCGGTAATCCGGCAGAGATGT 
CGGGTCCTTCGGGGCCGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTTCGATGTTGCCAGCGGTTCGGCCGGGGACTCATCGAAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATG 
CTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTC 
GGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGG 
CCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TACCG 


>gi|219846698|ref|NR_026290.1| Pilimelia terevasa strain DSM 43040 16S 
TGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTTCGG 
GGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTCCCCTTCACTTTGGGATAACCCTCGGA 
AACGGGGGCTAATACCGGATATGACCTGTGACCGCATGGTTGTGGGTGGAAAGCTTTTGTGGTGGGGGAT 
GGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAG 
AGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTT 
CAGCAGGGACGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCG 
GTAAGACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGGTTGTCGCGTC 
GACTGTGAAAACCTGCAGCTCAACTGTGGGCTTGCAGTCGATACGGACAGGCTAGAATTCGGCAGGGGAG 
ACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTC 
TGGGCCGATATTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGCCTTCTGTGCCGCAGCTAACGCATTAAGCGC 
CCCGCCTGGGGAGTACGGGCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACGGAAATCCTGCAGAGA 
TGTAGGGTCCTTCGGGGGCGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACG 
CATGCTACAATGGCCGATACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGTCGGTCTCA 
GTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCG 
GTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTA 
GCCGTACC 


ribosomal RNA, partial sequence 


>gi|219846697|ref|NR_026289.1| Pilimelia anulata strain DSM 43039 16S ribosomal RNA, partial sequence 


TGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTTCGG 
GGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTCCCCTTGAGTTTGGGATAACCCTCGGA 
AACGGGGGCTAATACCGGATATGACCTTTCACCGCATGGTGGGGGGTGGAAAGCTTTTGTGATCGGGGAT 
GGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAG 
AGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTT 
CAGCAGGGACGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCG 
GTAAGACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTC 
GACTGTGAAAACCTGCAGCTCAACTGTGGGCTTGCAGTCGATACGGGCAGGCTAGAATTCGGTAGGGGAG 
ACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTC 
TGGGCCGATATTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGCCTTCTGTGCCGCAGCTAACGCATTAAGCGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACGGAAATCCTGTAGAGA 
TACAGGGTCCTTCGGGGCCGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGAAGACT 


GCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACG 
CATGCTACAATGGCCGATACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGTCGGTCTCA 
GTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCG 
GTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGG 


>gi|219846696|ref|NR_026288.1| Actinoplanes regularis strain DSM 43151 16S ribosomal RNA, partial 
sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG 
TGAGTAACACGTGAGTAACCTGCCCCAAACTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATAT 
TACTTCTGGTCGCATGGCTGGTGGTGGAAAGTTTTTCGGTTTGGGATGGACTCGCGGCCTATCAGCTTGT 
TGGTGGGGTAATGGCCTACCAAGGCGAGGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGC 
AGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGA 
CGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTT 
GTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACTTGGNGCTCAA 
CCCCAAGCTTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGATACTGACGCTGAGGA 
GCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTG 
TGGGGGGCCTCTCCGGTTTCCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAAC 
GCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAATCTCGCAGAGATGTGGGGTCCTTCGGGGCCGGTG 
ACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGTTCGATGTTGCCAGCGCGTAATGGCGGGGACTCATCGGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAA 
GGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTC 
GACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCCGCAAGGGAGG 
GAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGT 


>gi|219846695|ref|NR_026287.1| Actinoplanes brasiliensis strain DSM 43805 16S ribosomal RNA, partial 
sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTTCGGGGGTACTCGAGCGGCGAACG 
GGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGGAT 
ACGACACACTGACGCATGTTGTGTGTGTGGAAAGTTTTTTCGGTCTGGGATGGGCTCGCGGCCTATCAGC 
TTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTG 
ATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAA 
GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAG 
CGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACCGTGAAAACTTGGGGC 
TCAACCCCAAGCCTGCGGTCGATACGGGCAGGCTCGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTA 
GGTGTGGGGGACCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATG 
CAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAAACTCGCAGAGATGCGGGGTCCTTCGGGGCC 
GGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTA 
CAAAGGGTTGCGATGCCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCA 
ACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCCTTGTGG 
GAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGT 


>gi|219846694|ref|NR_026286.1| Mycobacterium hodleri strain DSM 44183 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGG 
ATATGACCTTGGGATGCATGTCCCTTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAG 
CTTGTTGGTGGGGTTAAGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT 
GATGCAGCGACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACAGACGAAGCGCG 
AGTGACGGTATGTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGA 
GCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAG 
CTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTA 
GCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCT 
GAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACT 
AGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGAT 
GCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCTGGTAGAGATATCAGTTCCCTTGTGGC 
CTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCCTATCTTATGTTGCCAGCGCGTCATGGCGGGGACTCGTAAGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGG 
TACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTG 


CAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGT 
GGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 


>gi|219846693|ref|NR_026285.1| Mycobacterium parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGA 
ATATGATCATTGGCTTCCTGGCTGGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAG 
CTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT 
GATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCA 
AGTGACGGTACCTGGAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGA 
GCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAG 
CTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTA 
GCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCT 
GAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACT 
AGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGAT 
GCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGC 
CTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGG 
TACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCT 
GCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTG 
TGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 


>gi|219846692|ref|NR_026284.1| Mycobacterium austroafricanum strain ATCC 33464 16S ribosomal RNA, partial 
sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGA 
ATACACCCTTCTGGCTGCATGGTCTGGTTGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATC 
AGCTTGTTGGTGAGGTTACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACA 
CTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCG 
CAAGTGACGGTACCTGGAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCC 
GAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCAC 
AGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTA 
CTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGTGCCTAGAGATAGGTATTCCCTTGTG 
GCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCC 
GGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGT 
CTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCT 
TGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 


>gi|219846690|ref|NR_026282.1| Micromonospora rosaria DSM 803 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGG 
GTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTCCCCTAGGCTTTGGGATAACCCCGGGAAA 
CCGGGGCTAATACCGAATAGGACCTGACTCCGCATGGGGTTGGGTGGAAAGTTTTTCGGCCTGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGCCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
CAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTA 
AGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAC 
TGTGAAAACCCGCGGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG 
GCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGG 
CAGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCAT 
GCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTG 


GCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTACCGG 


>gi|219846689|ref|NR_026281.1| Dactylosporangium thailandense DSM 43158 16S ribosomal RNA, partial 


sequence 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATCCAAAACCGACGAAAGCCCCTTCGGGG 
TACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTAGGCTTTGGGATAACCCTCGGAAAC 
GGGGGCTAATACCGAATATTCATGTTCCGCGGCATCGTGGGGTGTGGAAAGTTTTTCGGCCTGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCGA 
CAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTA 
AGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTTGCGTCAGC 
TGTGAAAACCCGCAGCTCAACTGTGGGCTTGCAGCTGATACGGGCAGGCTTGAGTTCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG 
GCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACGGTAATCCGGCAGAGATGT 
CGGGTCCTTCGGGGCCGCTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGGTTCGGTCGGGGACTCATCGAAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATG 
CTACAATGGTCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTC 
GGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGGCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGG 
CCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGAACGAAGTCGTAACAAGGTAGCC 


>gi|219846688|ref|NR_026280.1| Micromonospora inositola DSM 43819 16S ribosomal RNA, partial sequence 


TGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGG 
GTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTCCCCTAGGCTTTGGGATAACCCCGGGAAA 
CCGGGGCTAATACCGAATAGAACCTGGCCTCGCATGAGTCTGGGTGGAAAGTTTTTCGGCCTGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGANACGACCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
CAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTA 
AGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAC 
TGTGAAAACCCGCAGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAACGGTGGCGAAGGCGGGTCTCTGG 
GCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCGGCAGAGATGT 
CGGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCAT 
GCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTG 
GCCCAACCCTTGTGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGC 
CGTACCGG 


>gi|219846687|ref|NR_026279.1| Micromonospora aurantiaca DSM 43813 16S 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGG 
GTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTCCCCCAGGCTTTGGGATAACCCCGGGAAA 
CCGGGGCTAATACCGAATATGACCTCTGACCGCATGGTTGGTGGTGGAAAGTTTTTCGGCTTGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
CAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTA 
AGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAC 
CGTGAAAACTTGGGGCTCAACCCCAAGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG 
GCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGG 
CAGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGGGTTATGGCGGGGACTCATCGAAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCAT 
GCTACAATGGTCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTG 
GCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 


ribosomal RNA, partial sequence 


GTACCG 


>gi|219846686|ref|NR_026278.1| Micromonospora halophytica DSM 43171 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGGCCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGG 
GTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTCCCCTAGGCTTTGGGATAACCCCGGGAAA 
CCGGGGCTAATACCGAATATGACCTCCGATCGCATGGTTGGTGGTGGAAAGTTTTTCGGCCTGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
CAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTA 
AGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAC 
CGTGAAAACTTGGGGCTCAACCCCAAGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG 
GCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCGGCAGAGATGT 
CGGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCAT 
GCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTG 
GCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGAACGAAGTCGTAACAAGGTAGCC 
GTACCG 


>gi|219846685|ref|NR_026277.1| Micromonospora coerulea DSM 43143 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGGCCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGG 
GTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTCCCCTAGCCTTTGGGATAACCCCGGGAAA 
CCGGGGCTAATACCGAATAGGACTGCTGGTCGCATGGCTGGTGGTGGAAAGTTTTTCGGCCTGGGATGGG 
CTCGCGCCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
CAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTA 
AGACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAC 
TGTGAAAACCCGCAGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG 
GCCGATACTGACGC TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGTTGGGCGCTAGGTGTGGGGGACCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCACAGAGATGT 
GAGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCAT 
GCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTG 
GCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGNACGAAGTCGTAACAAGGTAGCC 
GTACCG 


>gi|219846684|ref|NR_026276.1| Paucimonas lemoignei strain LMG 2207 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTWACACATGCAAGTCGAACGGCAGCACGGGTRCTTGCACCTGGTGGCGA 
GTGGCGAACGGGTGAGTAATATATCGGAACGTGCCCAATAGTGGGGGATAACGTAGCGAAAGTTACGCTA 
ATACCGCATACGCTCTACGGAGGAAAGTGGGGGATCGCAAGACCTCATGCTATTGGAGCGGCCGATATCT 
GATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCARC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGC 
AACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCAGGAACGA 
AACGGAGCTGGCTAATACCTGGCTCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTG 
TGCAAGACAGAGGTGAAATCCCCGAGCTTAACTTGGGAACTGCCTTTGTGACTGCATGGCTAGAGTGTGT 
CAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGG 
CAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGTCAACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCAGCTAACGCGTGA 
AGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAATCCTTCA 
GAGATGGAGGAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTC 
ACACGTCATACAATGGTACATACAGAGGGCTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAGTGTATC 
GTAGTCCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGT 
CGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGT 
AGGTAGCTTAACCGCAAGGAGGGCGCTTACCACGGTAGGATTCGTGACTGGGGTGAAGTCGTAACAAGGT 
AGCCGTATCGGAAGGTGC 


>gi|219846683|ref|NR_026275.1| Agrococcus jenensis strain DSM 9580 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGGAGGAGCTTGCTCCTCCGGATTA 
GTGGCGAACGGGTGAGTAATACGTGAGCAATGTGCCCTTGACTCTGGGATAAGCGCTGGAAACGGCGTCT 
AATACCGGATACGACGACCGGAGGCATCTCCTGGTCGTGGAAAGAACTTCGGTCAAGGATCAGCTCACGG 
CCTATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCAACGCCGCGTGAGGGACGAAGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAA 
GAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCTGCTGTGAAA 
ACCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTC 
CTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAA 
CTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCATGCCGTAAACGT 
TGGGAACTAGATGTGGGGACCATTCCACGGTCTCCGTGTCGTAGCTAACGCATTAAGTTCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATT 
AATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGCACTGGAGACAGTGAACTC 
TTTGGACACTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGATGAGGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTAC 
AATGGCCGGTACAATGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGAT 
TGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGTAGATCAGCAACGCTACGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTA 
ACCTTTTGGAGGGAGCTGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCG 
GAA 


>gi|219846682|ref|NR_026274.1| Halomonas desiderata strain FB2 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGAAGCTTGCTTCCTGGTGGC 
GAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGC 
TAATACCGCATACGTCCTACGGGAGAAAGCAGGGGCTCTTCGGACCTTGCGCTATCGGATGAGCCTATGT 
CGGATTAGCTGGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCA 
GCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGC 
GCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGTGGGGAA 
GAAAGCCTTCTGGTTAATACCCGGGAGGAAAGACATCACCCACAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGC 
TTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGC 
AGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAA 
GGCGGCCTTCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTCCTTCGCGGACTTTGTGGCGCAGTTAACGCG 
ATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAATCCG 
CCAGAGATGGCGGAGTGCCTTCGGGAACCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTC 
TAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGGCCTTACGGGTA 
GGGCTACACACGTGCTACAATGGTCAGTACAAAGGGTTGCGAACTTGCGAGAGTGAGCCAATCCCAGAAA 
GCTGATCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATC 
AGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCAC 
CAGAAGTGGTTAGCCTAACCTTCGGGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846680|ref|NR_026272.1| Brachybacterium tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATNNTGGCTCAGGATGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGATGACGACC 
GAGCTTGCTCGGTCTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTCACTTCGGGAT 
AACCTCGAGAAATTGTGGCTAATACCGGATATGAACTTCCGCCGCATGGTGGTTGTTGGAAAGTTTTTCG 
GTGAGGGATGGACTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGACGATGACGGGTAGC 
CGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCAGCGTGGGGGATGACTGCCTTCGGGTTGTA 
AACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGTAATTATTGGGCGTAAAGAGCTTGTAGGTGGCT 
TGTCGCGTCTGCCGTGAAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTG 
GTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAG 
GCAGGTCTCTGGGCCATTACTGACACTGAGAAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGTTGGGCACTAGATGTGGGGGACATTCCACGTTTTCCGCGTCGTAGCTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACGG 
CTGCAGAAATGTGGCTTTCTTCGGACTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCA 
TAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTTCAAGCATGCTACAATGGTCGGTACAATGGGTTGCGAAACTGTGAGGTGGAGCGAATCCCAAAAAG 
CCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACAC 
CCGAAGCCAGTGGCCCATCCTCGTGAGGGAGCTGTCTAAGGTGGGATTGGTGATTGGGACTAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219846679|ref|NR_026271.1| Dermabacter hominis strain DSM 7083 16S ribosomal RNA, partial sequence 
AGAGTTTGATNNTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAAGCATGAAGCTG 
TGCTTGCACAGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCCACTTTGGGATAA 
CTCCGAGAAATCGGGGCTAATACTGGATATGACCTTGGCCCGCATGGTTTTTGGTGGAAAGTTTTTCGGT 
GGGGGATGGGCTCGCGGCCTATCAGTTTGTTGGTGAGGTAGTGGCTCACCAAGGCGATGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGCCACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACCCTGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACTTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGAGTAAAGGGCTTGTAGGTGGCTTG 
TCGCGTCTGCCGTGAAAACTCGAGGCTTAACCTTGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGCGGT 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGC 
AGGTCTCTGGGCCGTTACTGACACTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATGCCCTGGTA 
GTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCAT 
TAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACTGGATCGCT 
GCAGAGATGTGGTTTTCTTTGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGC 
TTCACGCGTGCTACAATGGTCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCG 
GTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCTATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ATGCTGCGGTGGATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCG 
AAGCCGATGGCCCAAGCTTTATGCGGGGAGTCGTCGAAGGTGGGATCGGTGATTGGGACTAAGTCGTAAC 
AAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219846678|ref|NR_026270.1| Brachybacterium nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATNNTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGNTGACGATG 
GAGCTTGCTCCATCTGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTCACTCTGGGAT 
AACCTCGGGAAATCGTGGCTAATACCGGATATGAGTTTCCACCGCATGGTGGTTTCTGGAAAGTTTTTCG 
GTGAGGGATGGACTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGC 
CGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTA 
AACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGCT 
TGTCGCGTCTGCCGTGAAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTG 
GTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAG 
GCAGGTCTCTGGGCCATTACTGACACTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGGACAG 
CCCCAGAGATGGGGTCTTCTTCGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTTATGGCGGGGACTCA 
TGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCGAATCCCAAAAAG 
CCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACAC 
CCGAAGCCAGTGGCCCATCCCTTGTGGAGGGAGCTGTCGAAGGTGGGATCGGTGATTGGGACTAAGTCGT 
AACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219846677|ref|NR_026269.1| Brachybacterium alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATNNTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACGACC 
GAGCTTGCTCGGTCTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCCACTTCGGGAT 
AACTTCGAGAAATCGTGGCTAATACCGGATATGAACTTCCGCCGCATGGTGGTTGTTGGAAAGTTTTTCG 
GTGGGGGATGGACTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGACGATGACGGGTAGC 
CGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTTGGGTTGTA 
AACCTCTTTCAGTAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGCT 
TGTCGCGTCTGCCGTGAAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTG 
GTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAG 
GCAGGTCTCTGGGCCATTACTGACACTGAGAAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACGG 
CTGCAAAAATGTGGCTTTCTTCGGACTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCA 
TGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTTCAAGCATGCTACAATGGTCGGTACAATGGGTTGCGAAACTGTGAGGTGGAGCGAATCCTAAAAAG 
CCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACAC 
CCGAAGCCAGTGGCCCATCCTCGTGAGGGAGCTGTCGAAGGTGGGATCGGTGATTGGGACTAAGTCGTAA 


CAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 


>gi|219846676|ref|NR_026268.1| Marinococcus halophilus strain DSM 20408 16S ribosomal RNA, partial 
sequence 
GGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCCGGCGGACTCCTTCGGGAGGAAACCGGTGGA 
ACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCGGACTGATGGGAATAACCCCGGGAAACCGG 
GGCTAATGCCCAATACCCCCTGACCTCGCCTGAGGTCAGCGGCAAAGCAGGGATCTTCGGATCCTTGCGC 
AGTCCGATGGGCCCGCGGCGCATTAGCTAGTTGGAGAGGTAAGGGCTCCCCAAGGCGACGATGCGTAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCATCCGCAATGGGCGAAAGCCTGACGGTGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAA 
AGCTCTGTTGACAGGGAAGAACCCACGCCAGTCGAACAGGCTGGCGTGCTGACGGTACCTGTCCAGAAAG 
CCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGGGCACGCAGGCGGTTTCGTCAGTCCGATGTGACAGGCCACGGCTCAACCGTGGAAGGCCATTGGA 
AACTGCGAAACTTGAGGACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTG 
GAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTACCTGACGCTGAGGTGCGAAAGCATGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGCTGAGTGCTAGGTGTTAGGGGTTTCGATACCC 
GTAGTGCCGAAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGAT 
CTTGACATCTTCCGCTACGCCTCGAGAGGCGGTTCCCCTTCGGGGGACGGAATGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTTAGTTGCC 
AGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGATGGTACAACGGGAAGCGAACCCGCGAG 
GGGGAGCCAATCCAGAAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAGAGTTTGCAACACCCGAAGTCGGTGAGGGAACCCTCCNGGGACCCAGCCGCCGAAGGTGGGGCA 
GATGATTGGGGTGAAGTCGTAACAAGGTATCCCTACCGGAAGGTGCGGCT 


>gi|219846675|ref|NR_026267.1| Salimicrobium album strain DSM 20748 16S ribosomal RNA, partial sequence 
CGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCGAGCAGAAGCCCTTCGGGGTGGACGCTCGTGGA 
ACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACCGGAATAACCCCGGGAAACCGG 
GGCTAATGCCGGATAACCCAACGGTTCTCCTGAACCGATGGTAAAAGGATGGCTTCTTGCTATCGCTTAC 
AGATGGGCCCGCGGCGCATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACC 
TGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
CTTCCGCAATGGACGAAAGTCTGACGGAGGAACGCCGCGTGAATGATGAAGGTCTTCGGATCGTAAAATT 
CTGTTGTGAGGGAAGAACAAGGACGGTACGAACACAGCGGTACCTTGACGGTACCTAACGAGGAAGCCCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAA 
GCGCGCGCAGGCGGTTCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGGAAAC 
TGGGGAACTTGAGGACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAG 
GAACACCAGTGGCGAAGGCGACTCTCTGGTCGGTTTCTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGAGTGCTAGGTGTTAGGGGGCTTCCACCCCTTA 
GTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTT 
GACATCCTTGGCTACTTCCAGAGATGGAAGGTTCCCTTCGGGGACCAAGTGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTTAGTTGCCAGC 
ATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATC 
ATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGGACAAACGGAAGCGAACCCGCGAGGGG 
TAGCCAATCCGAGAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGC 
TAGTAATCGCGAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
CGAGAGTTGGCAACACCCGAAGCCGGTGAGGTAACCTTTACNGGAGCCAGCCGTCGAAGGTGGGGCCAAT 
GATTGGGGTGAAGTCGTAA 


>gi|219846674|ref|NR_026266.1| Verrucomicrobium spinosum strain DSM 4136 16S ribosomal RNA, partial 
sequence 
GAACGCTGGCGGCGTGGATAAGACATGCAAGTCGAACGGGATAATCTTGTAGCAATACCGGGTTGTTCAG 
TGGCGAACGGGTGCGTAACACGTGGATTACATACCGGAAAGCGAGGAATAGCCCAGGGAAACTTGGATTA 
ATACCTCATGTGGTCGCAAGACTAAAGGCGGGGCAACCTGTCGCTTTCTGATTGGTCCGCGGCCTATCAG 
CTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCTGGTCTGAGAGGATGACCAGCCACACT 
GGAACTGAGACACGGTCCAGACACCTACGGGTGGCAGCAGTCGAGAATCATTCACAATGGGGGCAACCCT 
GATGGTGCGACGCCGCGTGGAGGATAAGGTCTTCGGATTGTAAACTCCTGTCATGCGAGAGCAAGATTTG 
AGCGGGTAACTCCGCTGGATTTGATAGTATCGCAAGAGGAAGAGACGGCTAACTCTGTGCCAGCAGCCGC 
GGTAATACAGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTGGCGTGGAAAGT 
CAGATGTGAAATCCGGGGGCTCAACCTCCGAATAGCATCCGATACTCCCATNCTAGAGAACTGGAGGGGG 
ATCTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTAGTGGCGAAGGCGAGATC 
CTGGACAGTNTCTGACACTGATGCACGAAGGTCAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTG 
ACAGTAAACGGTGCACGTTTGGTGTGGGAGGATTCGACCCCTTCTGTGCCGGAGCTAACGCGTTAAACGT 
GCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGACGGGGACCCGCACAAGCGGTGGAG 
TATGTGGCTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGTGTCGTCGGTGAAA 
GCCGGCTAGNGTAGCAATACACGCTTTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGATTTGTTGCCACCGGAGCAATCCGAGCACTCGAAT 
CAGACTGCCCAGATCAACTGGGAGGAAGGTGGGGATGACGTCAAGTCAGTATGGCCCTTACGCCCAGGGC 
TGCACACGTACTACAATGCCCAGCACAATGTGAACCGAAACCGCGAGGTGGAGGAAATCCTCAAAACTGG 
GCTCAGTTCAGATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAATCGCTAGTAATGGTACATCAGCTA 
CGGTACCGTGAATACGTCCCGGGTCTTGTACACACCGCCCGTCACATCATGGAAGCTGGTTTCGCCCGAA 


GTGCCCGCGCCGACCGCAAGGAGGCAAGGCCCTAAGGCAAGACTGGTGACTGGGATGAAGTCGTAACAAG 
GTAGCCGTAGGGGAACCTGCGG 


>gi|219846673|ref|NR_026265.1| Caloramator proteoclasticus strain DSM 12679 16S ribosomal RNA, partial 
sequence 
GAACGCTGCCGGAGTGACTAACACATGCAAGTCGAGCGGAGGGGATAGGAGCTTGCTCCTTGAACCTCAG 
TGGCGGACGGGTGAGTAACACGTGGGTAACCAGCCCTTGAGAGGGGGATAACAGGTCGAAAGGCCTGCTA 
TATACCGCATAACGCTAAGAAGCTGCATGGCGTCTTAGCCAAGGGTTANGGCCGCTCAAGGATGGGCCCG 
CGGCCCATTAGATAGTTGGTGAGGTAATGTTTCACCATGGGGACGATGGGTAGCCGGCCTGAGAGGGTGG 
TCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATG 
GGGGAAACCCTGACGCAGCGACGCCGCGTGAGCGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCCCT 
GACGATAATGACGGTAAGGGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
TGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCTCTTTAAGTGGGATGTGAAATC 
CCTGGGCTCAACCCAGGAACTGCATTCCAAACTGGAGAGCTAGAGTGCAGGAGAGGAAAGCGGAATTCCC 
AGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACT 
GACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATG 
GGTGCTAGGTGTAGGGGGCGAAGCCCTCTGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGTAC 
GGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCG 
AAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACCGAACCCTGTGGAAACACGGGGGTGCCCTTCG 
GGGAACGGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAACGCAACCCTTACCTTTAGTTGCCACCAAATCGGTTGGGCACTCTAGAGGGACTACCTGGGTTACC 
CAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTCTGGGCTACACACGTGCCACAATG 
GCCGGTACAATGAGTTGCAAACCCGCGAGGGGGAGCTAATCTCAAAAACCGGTCCCAGTTCGGATTGTAG 
GCTGCAANTCGCCCACATGAAGCTGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTC 
CCGGACCTTGTACACACCGCCCGTCACACCATTGAGAGCCGGCAACACCCGAAGCCAGTGGGCTAACCCT 
CAAGGGAGGCAGCTGTCGAA 


>gi|219846672|ref|NR_026264.1| Streptosporangium longisporum strain DSM 43180 16S ribosomal RNA, partial 
sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG 
TGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATAT 
GACACATGTCGGCATCGATGGTGTGTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCCTATCAGCTT 
GTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGAC 
GCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGT 
GTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCACGTCGGGTGTGAAAGCTTGGGGCTTAACT 
CCAGGTCTGCATTCGATACGGGCTGGCTAGAGGTAGGTAGGGGAGAACGGAATTCCTGGTGTAGCGGTGA 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTTACCTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTG 
GGGACCTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCG 
AAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCTTCAGAGATGGAGCCCTCTTCGGACTGGGTGACA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTTCAATGTTGCCAGCAACATCCTTCGGGGGTGGTGGGGACTCATTGGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGC TGCAAACATGCTACAATGGCCGG 
TACAGAGGGTTGCGATACCGCAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTG 
CAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTG 
TCTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAA 


>gi|219846671|ref|NR_026263.1| Streptosporangium claviforme strain DSM 44127 16S ribosomal RNA, partial 
sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG 
TGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAT 
GACACACGATGGCATCGTCTGTGTGTGGAAAGTTTTTTCGGTCAGGGATGGACTCGCGGCCTATCAGCTT 
GTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGAC 
GCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGT 
GTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCCCATGGCTTAACT 
ATGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGA 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTG 
GGGGACTTCCACGTTCTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCG 
AAGAACCTTACCAAGGTTTGACATCACCCGGAAACGGCCAGAGATGGTCGCCTCTTCGGACTGGGTGACA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTTCCATGTTGCCAGCAGCGCCTTCGGGTGGCTGGGGACTCATGGNAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTA 
CAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCA 
ACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACTCGCAAGAG 


GGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAA 


>gi|219846670|ref|NR_026262.1| Streptosporangium carneum strain DSM 44125 16S ribosomal RNA, partial 
sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG 
TGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATAC 
GACGCGCTTTCGCATGGAATCGCGCGTGGAAAGTTTTTTCGGTCAGGGATGGACTCGCGGCCTATCAGCT 
TGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGA 
CGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACG 
TGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCGGGTGTGAAAGCTTGGGGCTTAAC 
TCCAGGTCTGCATTCGATACGGGCTGGCTAGAGGTAGGTAGGGGAGAACGGAATTCCTGGTGTAGCGGTG 
AAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTTACCTGACGCTGAGGAG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGT 
GGGGACCTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGC 
GAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCTTCAGAGATGGAGCCCTCTTCGGACTGGGTGAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTTCCATGTTGCCAGCACGCTCCTTCGGGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCG 
GTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCT 
GCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTT 
GCTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAA 


>gi|219846669|ref|NR_026261.1| Streptosporangium album strain DSM 43023 16S ribosomal RNA, partial 
sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG 
TGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATAC 
GACCACTTCTCGCATGGGATGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCCTATCAGCTT 
GTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGAC 
GCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGT 
GTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCACGTCGGGTGTGAAAGCTTGGGGCTTAACT 
CCAGGTCTGCATTCGATACGGGCTGGCTAGAGGTAGGTAGGGGAGAACGGAATTCCTGGTGTAGCGGTGA 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTTACCTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTG 
GGGACCTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCG 
AAGAACCTTACCAAGGCTTGACATCGCCCGGAAACACTCAGAGATGGGTGCCTCTTCGGATCGGGTGACA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTTCAATGTTGCCAGCACGCTCTTCGGGGTGGTGGGGACTCATTGGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTA 
CAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCA 
ACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCT 
GGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAA 


>gi|219846668|ref|NR_026260.1| Halanaerobacter lacunarum strain DSM 6640 16S ribosomal RNA, partial 
sequence 
TGGCGGCGTGCTTAACACATGCAAGTTGCGCGAGAAAGCTACCTTCGGGTAGTGAGTAAAGCGGCGAACG 
GGTGAGTAACGCGTGGGTAATCTGCCTTTAAGTTAAGGATAACTTCTCGAAAGGGAAGCTAATACTTAAT 
AATAGTAAAGATGGCTTTGCTATCGCTTAAAGATGAGCCCGCGTCCCATTAGCTTGTTGGTAGGGTAAAG 
GCCTACCAAGGCAACAATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCTGCAGTGGGGAATCTTCCGCAATGAGCGAAAGCTTGACGGAGCAACGCCGCGT 
GAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTTAGGGAAGAACACCCCAGTAGATAATACCTGCT 
GGGATTGACGGTACCTTTGGAGGAAGCTCCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGGGG 
CNAGCGTTGTCCGGAATCACTGGGCGTGAAGGGTGCGCAGGCGGTCTAGTAAGTCAAGAGTGAAATCCAT 
CGGCTCAACCGGTGAACTGCTTTTGAAACTATTAGACTTGAGGACAGGAGAAGGAAGTGGAATTCCTAGT 
GTAGTGGTGAAATACGTAGATATTAGGAAGAATACCAATGGCGAAGGCAGCTTCCTAGCCTGATCCTGAC 
GCTGAGGTACGAAAGCTAGAGTATCAAACGGGATTAGATACCCCGGTAGTTCTAGCTGTAAACGCTGGAC 
ACTAGGTGTTGGGGGTTCAACTCCCTCGGTGCTGCAGTTAACGCGTTAAGTGTCCCGCCTGGGGATTACG 
ACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATCTGGTTTAATTCGA 
AGCAACGCGAAGAACATTACCAGGGTTTGACATCCTATGACCATCTGTGAAAGCAGAGTCTGGCTCTTTG 
AGTCACATAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTGTTCTTAGTTGCCAGCACGTAATGGTGGGGACTCTAAGAAGACTGCCACAGAAAA 
AATGTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACTCTGGGCTACACACGTGCTACA 
ATGGTCTAAACAGAGGGAAGCAATACCGCGAGGTTAAGCGAATCTCACAAATTAGATCTCAGTTCGGATT 
GCAGATTGCAATTCACCTGCATGAAGCTGGAGTCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATAT 
GTTCTCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGACACCAGAAGTCATTCGCAATAG 
CGAGTGCCGAAGGTGTGCCTGATAAGGGGGGTGAAGTCGTAACAAGGTAGCCGTA 


>gi|219846667|ref|NR_026259.1| Orenia marismortui strain DSM 5156 16S ribosomal RNA, partial sequence 
TGGCGGCGTGCTTAACACATGCAAGTTGAACGCGAAAGTTACCTTCGGGTAATGAGTAGAGTAGCGGACG 
GGTGAGTAACGCGTGGGTTATCTACCTTTAAGTTAGGAATAACCTCTCGAAAGAGGGGCTAATACCTGAT 
AATCTCTTACGAGCAAAGATGGCTTCTTCTTAGCTATCGCTTAAAGATGAGCCTGCGTCCCATTAGCTAG 
TTGGTGAGGTAAGAGCTCACCAAGGCGACAATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACG 
GAGCAACGCCGCGTGAATGATGAAGGCCTTCGGGTCGTAAAATTCTGTCCTTAGGGAAGAATATTTTGGT 
TGTTAATAACAGCTGAAGTTGACGGTACCTTTGGAGGAAGCCCTGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGAGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTACGCAGGCGGTCTAGTAAGTCA 
GAGGTGAAATCCACCGGCTCAACCGGTGAACTGCCTTTGATACTGCTAGACTTGAGGATAAGAGAAGAAA 
GCGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGAATACCAATGGCGAAAGCAGCTTTCT 
AACTTACTCCTGACGCTCAGGTACGAAAGCTAGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCTAGC 
CGTAAACGATGGATACTAGGTGTTGGAGGTTCGATTCCTTCGGCGCCGCAGTTAACGCATTAAGTATCCC 
GCCTGGGGATTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGAACTTGACATCCCTGTGACTATTTCTTAACCGA 
AAGTCTCCTCTTTGAGGACACAGAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTAGTTGCCAGCACGTAATGGTGGGGACTCTAAGGAG 
ACTGCCGCGGAAAAACGCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTTCTGGGCTA 
CACACGTGCTACAATGGTCTATACAGAGGGTGGCTACACCGCGAGGTGATGCTAATCTCTAAAGTAGATC 
TCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGAATGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTCGGGGGCACCAGAAGT 
CATCGGCCCAACTTAGTGAGGGAGATGCCGAAGGTGTGCCTGGTAAGGGGGGTGAAGTCGTAACAAGGTA 
GCCGTA 


>gi|219846666|ref|NR_026258.1| Halanaerobium saccharolyticum subsp. senegalense strain DSM 7379 16S 
ribosomal RNA, partial sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGGTCTACCTCGACTGAAACCTTCGGGTTGACGACGAGAT 
CTAGATAGTGGCGGACGGGTGAGTAACACGTGAATAATCTGTCCTCAAGTCTGGGATAACCTGGCGAAAG 
TCGGGCTAATCCGAGGTAAGCTGAGAGTGTGGCATCACACAATCAGAAAAGGTGGCTCTGCCATCGTTTG 
AGGAGGAGTTCGCGGTAGATTAGCTAGCTGGTGAGGTAACGGCTCACCAGGGCAATAATCTATAGCTGGT 
CTGAGAGGACGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTAGGATTGTAAAGC 
TCTGTCCTTAGGGAAGAACCGTGGGTATAGTAAATGCTACCCACCTGACGGTACCTTTGGAGGAAGCACT 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGAGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAA 
GGGTACGCAGGCGGATAATCAAGTCAAGCGTGAAAGGTGTCGGCTTAACCGACAGACTGCGTTTGAAACT 
GATTATCTTGAGTGTAACAGAGGAGAGTGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAG 
AACACCAGTGGCGAAGGCGACTCTCTGGGTTAACACTGACGCTGAGGTACGAAAGCTGGGGGAGCGAACG 
GGATTAGATACCCCGGTAGTCCCAGCCGTAAACGATGGATACTAGGTGTTGGAGGTTCGAATCCTTCAGT 
GCCGGAGTTAACGCATTAAGTATCCCGCCTGGGGATTACGATCGCAAGATTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCGAGAATTGA 
CATCCCGTGACCATCTATGAGAGTAGAGTTTAGCACTTTGTGCTACACGGAGACAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCTTAGTTGCCAG 
CGAGTAATGTCGGGGACTCTAAGAAGACTGCCGGTGAAAGTCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGCCCTTTATATCTCGGGCTACACACGTGCTACAATGGCTGATACAGAGGGGAGCAAAGCTGCGAAG 
TGGAGCAAATCCTTGAAAATCAGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAAGTTGGAAT 
CGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CAATCGAGTTGGATGCACCAGAAGTCATCTGCGGATGCCAAAGGTGTGTCCGGTAAGAGGGGTGAAGTCG 
TAACAAGGTAGCCGTA 


>gi|219846664|ref|NR_026256.1| Kytococcus sedentarius strain M17C 16S ribosomal RNA, partial sequence 
GATCCTGGNTCAGGGCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCGAGTGCTTG 
CACTCGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCCACTCTGGGATAAGCGCT 
GGAAACGGCGTCTAATACTGGATACGACCGACCCTCGCATGGGGTGTTGGTGGAAAGATTTATCGGTGGT 
GGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCTTTTGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCG 
CGTCTGCTGTGAAAATTCAGGGCTTAACCCTGGACGTGCAGTGGGTACGGGCAGACTAGAGTATGGTAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGG 
TCTCTGGGCCATTACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CATGCCGTAAACGTTGGGCGCTAGGCGTGGGTCTCATTCCACGAGATCCGTGTCGCAGCTAACGCATTAA 
GCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACTGGATCGCCTCA 
GAGATGGGGTTTCCCTTTGGGCTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGGACTCATAGG 
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
TCAAGCATGCTACAATGGCCGGTACAGAGGGTTGCGAAACCGTGAGGTGGAGCGAATCCCAAAAAACCGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGA 
AGACGGTGGCCTAACCCTTGTGGAAGGAGCCGTCTAAGGTGGGACCGGTGATTGGGACTAAGTCGTAACA 
AGGTAGCCGT 


>gi|219846663|ref|NR_026255.1| Desulfovibrio termitidis strain DSM 5308 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTGCGTGAAAGGGCTTCGGCCTGAGTAAAGCGGC 
GCACGGGTGAGTAACGCGTGGATGATCTGCCCATGAGTTGGGAATAACGGCTGGAAACGGTCGCTAATAC 
CGAATACGCTCCGATTTCATAGTTCGGGGGAAAGGTGGCCTCTGCTTGCAAGCTACCGCTCATGGATGAG 
TCCGCGTCCCATTAGCTTGTTGGCGGGGTAATGGCCCACCAAGGCGACGATGGGTAGCCGACCTGAGAGG 
GTGATCGGCCACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGC 
AATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTCGTAAACCTCTGTCAG 
GAGGGAAGAACCGCCATGGTGCTAATCAGCCATGGTCTGACGGTACCTCCAAAGGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGT 
AGGCTGTTTGGTAAGTCAGGGGTGAAATCCCGCAGCTCAACTGCGGGATTGCCCTTGATACTGCTGGACT 
TGAGTTCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAG 
TGGCGAAGGCGGCCACCTGGACCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGCCTTGAGCTTCGGTNCCGCAGCTA 
ACGCGTNAAGCATCCCGCCTGGGGAGTACGGTCGNNAGGNTGAAACTCAAAGAAATTGACGGGNNCCCGC 
ACAAGCGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCCAGGCTTGACATCCGGGAAA 
CCCTCCCGAAAAGGAGGGGTGCTCTTCGGAGAATCCCGAGACAGGTGCTGCNTGGNTGTCGTCAGCTCGT 
GCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCATAGTTGCTACCAGGTAATGCTG 
GGCACTCTATGGAGNNNNCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTT 
ACNNCTNNGGCTACACACGTACTACAATGGCGCACACAAAGGGCAGCGATACCGTGAGGTGGAGCCAATC 
CCAAAAAATGCGTCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATT 
CGAGATCAGCATGCTCGGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCG 
GTTTTACCCGATACCGGTGAGCCAACCGCAAGGAGGCAGCCGTCTACGGTAGGGCCGATGATTGGGGTGA 
AGTCGTAACNNNGTAGCCGTAGGGGAACCTGCGGCT 


>gi|219846662|ref|NR_026254.1| Gordonia hydrophobica strain DSM 44015 16S ribosomal RNA, complete 
sequence 
GGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCTCCTTCGGGGGTACTCGAGTG 
GCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGAACTCTGGGATAAGCCTGGGAAACTGGGTCTAAT 
ACCGGATAGGACCTCTGATCGCATGGTTGGTGGTGGAAAGCTTTTGCGGTTTGGGATGGGCCCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAA 
GCGTGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATTC 
TGCAACTCAATTGCAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTG 
ACGCTGAGGAGCGAAAGCGTGGCGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGG 
GTACTAGGTGTGGGGCTCATTTCACGAGTTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGCAGTCAGAGATGGCTGTTCCCTT 
GTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATG 
GCGCGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCGCGTCTCAGTTCGGATTGGG 
GTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCC 
TTGTGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAA 


>gi|219846661|ref|NR_026253.1| Methylophaga thalassica strain ATCC 33146 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGATGAAGAAC 
AGCTTGCTGTTTCTGATTAGTGGCGGACGGGTGAGTAATGTATAGGGATCTGCCTAGTAGTGGGGGACAA 
CAGCCGGAAACGCTCTAATACCGCATACGCTCTACGGAGGAAAGCGGGGGCTCGTAAGACCTCGTGCTAT 
TAGATGAACCTATATCAGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCTGTAGCTGGT 
CTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGC 
ACTTTCAATAGGGAGGAAAGGTTATGCGTTAATACCGTATAGCTGTGACGTTACCTATAGAAGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGCGCGTAGGCGGTTATTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGATACTGG 
ATGGCTAGAGTGTGGTAGAGGTGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAA 
CATCAGTGGCGAAGGCGACTCACTGGGCCATTACTGACGCTGAGGTGCGAAACGTGGGTAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGTGTATGGAGAATTTATTCTTTGTGTAT 
CGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGG 
GGGCCGCACAACGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACA 
TGTACGGAAGATTGAAGAGATTCGATTGTGCCTTCGGGAACCGCTAACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCATCATT 
AAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTATGGCCAGGGCTACACACGTGCTACAATGGGCAGTACAAAGGGTTGCTAACTCGCGAGGGTATG 
CTAATCCCATAAAGCTGTTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTA 
GTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGCTGCAAAAGAAGTAGGTAGACTAACCTTCGGGAGGTCGCTTACCACTTTGTGGTCAATGACTG 


GGGTGAAGTCGTAACAAGT 


>gi|219846660|ref|NR_026252.1| Methylophaga marina strain ATCC 35842 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGATGAAGTCT 
AGCTTGCTAGACGGATTAGTGGCGGACGGGTGAGTAATGTATAGGGATCTGCCTAGTAGTGGGGGATAAC 
AGCCGGAAACGCTCTAATACCGCATACGCTCTACGGAGGAAAGCGGGGGCTCTTCGGACCTCGTGCTATT 
AGATGAACCTATATCAGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCTGTAGCTGGTC 
TGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTCGGGGAA 
TATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGC 
ACTTTCAATAGGGAGGAAAGGTTGTAAGTTAATACCTTGCAACTGTGACGTTACCTATAGAAGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGCGCGTAGGCGGTTATTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGATACTGG 
ATGGCTAGAGTGTGGTAGAGGTGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAA 
CATCAGTGGCGAAGGCGACTCACTGGGCCATTACTGACGCTGAGGTGCGAAACGTGGGTAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGTGTATGGAGAATTTATTCTTTGTGTAT 
CGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGG 
GGGCCGCACAACGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACA 
TGTAGCGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACGCTAACACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCATCATTT 
AGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCTTATGGCCAGGGCTACACACGTGCTACAATGGCTAGTACAAAGGGTTGCTAACTCGCGAGAGTATGC 
TAATCCCATAAAGCTAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAG 
TAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTTGGCTGCAAAAGAAGTAGGTAGACTAACCTTCGGGAGGTCGCTTACCACTTTGTGGTCAATGACTGG 
GGTGAAGTCGTAACAAGT 


>gi|219846659|ref|NR_026251.1| Chromohalobacter marismortui strain ATCC 17056 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGNCAGCCCTAACACATGCAAGTCGAGCGGCAGCACGGGAAGCTTGCTTCCTGGTGGC 
GAGCGGCGGACGGGTGAGTAATGCATAGGAATCTACCCAGTCGTGGGGGATAACCTGAGGAAACTCAGGC 
TAATACCGCATACGTCCTACGGGAGAAAGCGGGGGCTCTTCGGACCTCGCGCGATTGGATGAGCCTATGT 
CGGATTAGCTGGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCA 
GCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGC 
GCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGCGAGGAA 
GAAAGCGTGCCGGCCAATACCCGGTACGGACGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGC 
GTGTCACGCCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACGGGCAGGCTAGAGTGC 
AGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAA 
GGCGGCCTTCTGGCCTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTCCCTTGAGGACTTAGTGGCGCAGTTAACGCG 
ATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTGCGAACCCG 
GAAGAGATTCCGGGGTGCCTTCGGGAGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCGATTCGGTCGGGAACTC 
TAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTA 
GGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCGAAAGCGCGAGCTGAAGCTAATCCCGAAAA 
GCCGACCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGCATC 
AGAATGGCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCAC 
CAGAAGTGGTTAGCCTAACTTCG 


>gi|219846658|ref|NR_026250.1| Halomonas eurihalina strain ATCC 49336 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGNCAGGCCTAACACATGCAAGTCGAGCGGAAACGATCCTAGCTTGCTAGGAGGCGTC 
GAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACTTGAGGAAACTCAAGC 
TAATACCGCATACGCCCTACGGGGGAAAGCAGGGGCTCTTCGGACCTTGCGCTATCGGATGAGCTTATGT 
CGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCA 
GCCACATCGGGACTGAGACACGGCCCGRACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACWATGGGG 
GCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAA 
GAATGCTTGTCGGTTAATACCCGGCAAGGGAGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGC 
TTGGTAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGC 
AGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAA 
GGCGGCCTTCTGGACTGACACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGGTCCTCGAGACCTTTGTGGCGCAGTTAACGCA 
CTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCGTGCGAACNAG 
CCAGAGATANCTNGGTGCCTTCGGGAGCGCACAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTC 
TAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTA 
GGGCTACACACGTGCTACAATGGCCGGTACAATGGGTTGCAAAGCGGCGACGTGGAGCTAATCTCATAAA 
GCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGCATC 
AGAATGGCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCAC 
CAGAAGTGGTTAGCCTAACTTCGGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAAC 
AAG 


>gi|219846653|ref|NR_026245.1| Rhabdochromatium marinum DSM 5261 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGANAGGGATTCGTCCTGAGTAGAGTGGC 
GGACGGGTGAGTAACGCGTGGGAATCTGCCCTACAGTGGGGGACAACCCGGGGAAACCCGGGCTAATACC 
GCATACGACCTACGGGTGAAAGGGGGCTTTCGGGCTCTCGCTGAAGGATGAGCTCACGTCCGATTAGCTA 
GTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGAT 
CCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAAAGGCGGG 
TGTTAATACCACCGGCACTTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTAGTCAGTCA 
GATGTGAAAGCCCTGGGCTCAACCTGGGAACGGCATTTGATACTGCTAGGCTTGAGTCTGGTAGAGGGGG 
GTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACATCGGTGGCGAAGGCGACCCCCT 
GGACCAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
TGTAAACGATGTCGACTAGCCGTTGGGCTCATATAAGAGTTTAGTGGCGCAGCTAACGCGATAAGTCGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCCAAGAATCCTGCGGAGACGC 
GGGAGTGCCCTCGGGAGCTTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGTTCGGCCGGGAACTCTAAGGAGACT 
GCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACA 
CGTGCTACAATGGCCGGTACAGAGGGCAGCGAAGTCGCGAGATGGAGCCAATCCCAGAAAACCGGTCGTA 
GTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGTAGA 
TAGCTTAACCTTCGGGAGAGCGTTTACCACGGTGTGATCAATGACTGGGGTG 


>gi|219846652|ref|NR_026244.1| Meiothermus chliarophilus strain ATCC 700543 16S ribosomal RNA, partial 
sequence 
ATGCCTAAGACATGCAAGTCGAACGGGCCGGTTTCGGCCGGCCAGTGGCGGACGGGTGAGTAACACGTGG 
GAGACGTGCCCTCGAGCGGGGGAAAACCGGGGGAAACCCCAGCTAATCCCCCATGTGGACGGCACCTTGC 
TCGAGCTCTAAAGCCTCGGCGCTTGGGGATCGCCCCGCGGCGCATCAGGTAGTTGGTGGGGTAAGGGCCC 
ACCAAGCCGACGACGCGTAGCTGGTCTGAGAGGACGACCAGCCACAGGAGCACTGAGACACGGGCTCCAC 
TCCTACGGGAGGCAGCAGTTAGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCGATACCGCTTGAAG 
GACGAAGCCCCTCGGGGTGTAAACTTCTGAACTCGGGACGATGGTGACGGTACCGAGGTAATAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTACCCGGATTTACTGGGCGTAAAGG 
GCGTGTAGGCGGTCCCTCAAGTCCGATGCTAAAGACCGGGGCTCAACCCCGGGGGTGCGTTGGATACTGT 
CGGGCTAGACGGTCGGAGGGGGCAGCGGAATTTCCGGAGTAGCGGTGAAATGCGCAGATACCGGAAGGAA 
CGCCGATAGCGAAGGCAGCTGCCTGGACGACTTGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGG 
ATTAGATACCCGGGTAGTCCACGCCCTAAACGATGAGTGCTGGGTGTCCGGCTCCTGCCGGGTGCCGTAG 
CTAACGCGTTAAGCACTCCGCCTGGGAAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCGACGCGAAGAACCTTACCAGGCCTTGACATCCCC 
GCGAACCCCGCGAAAGGGGGGGGTGCCCGCAAGGGAGCGCGGAGACAGGTGCTGCATGGCCGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCCCAGTTGCCAGCAGTCCGG 
CTGGGCACTCTGGTGAGACCGCCCGCGAAAGCGGGAGGAAGGCGGGGATGACGTCTGGTCCGCATGGCCC 
TTACGGCCTGGGCGACACACGTGCTACAATGGCTGCGACAGAGCGCCGCCACCCCGCGAGGGGGAGCCAA 
TCGCGCAAACGCAGCCCCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCCGGAATCGCTAGTAA 
TCGCGGATCAGCCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAG 
TGGGTTCTGCCTGAAGTCGCCGGTAGCCTTGGGCAGGCGCCGAGGGCCGGGCTCATGACTGGGGCTAAGT 
CGTAACAAGGTAGCTGTACCG 


>gi|219846651|ref|NR_026243.1| Propionigenium maris strain DSM 9537 16S ribosomal RNA, partial sequence 
CGCTGACAGAATGCTTAACACATGCAAGTCGACTGGAATTCACCTTCGGGTGATAGTACGGTGGCGGACG 
GGTGAGTAACGCGTAAAGAACTTGCCCTCTAGACTGGGACAACTGTTGGAAACGACAGCTAATACCGGAT 
ATTATGAGATTCTCGCATGAGGAACTTATGAAAGGCTATATGCGCTAGAGGAGAGCTTTGCGTGCCATTA 
GGTAGTTGGTAGGGTAATGGCCTACCAAGCCGACGATGGCTAGCCGGCCTGAGAGGGTGATCGGCCACAA 
GGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGT 
CTGATCCAGCAATTCTGTGTGCACGATGAAGGTTTTCGGATCGTAAAGTGCTTTCAGGTGGGAAGAAAAA 
AATGACGGTACCACCAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAA 
GCGTTATCCGGAATTATTGGGCGTAAAGCGCGTCTAGGCGGCCTTTTAAGTCTGATGTGAAAATGCGGGG 
CTCAACTCCGTATTGCGTTGGAAACTGGAAGGCTAGAGTATCAGAGAGGTGGGCGGAACTACAAGTGTAG 
AGGTGAAATTCGTAGATATTTGTAGGAATGCCGATTGGGAAGCCAGCTCACTGGATGAATACTGACGCTG 
AAGCGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGATCACTA 
AGTGTGGGGGGTCGAACCTCCGTGCTCAAGCTAACGCGATAAGTGATCCGCCTGGGGAGTACGCACGCAA 
GTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACG 
CGAGGAACCTTACCAGCCCTTGACATCCTCAGAACTTAGCAGAGATGCTTTGGTGCCACTTCGGTGGAAC 
TGAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCCTTTCGTATGTTACCATCATTAAGTTGGGGACTCATGCGATACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGGGCTGGGCTACACACGTGCTACAATGGGCGATA 
CAGAGAGTCGCAATACCGCGAGGTGGAGCTAATCTCAGAAAGTCGTTCTTAGTTCGGATCGCAGTCTGCA 
ACTCGACTGCGTGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCTCGGG 
TCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAACCCTTCGGGG 
AGGGATGTTCCTAAGGTGTGATTAGC 


>gi|219846650|ref|NR_026242.1| Bacteroides caccae strain ATCC 43185 16S ribosomal RNA, partial sequence 
ATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGAGGGGCATCAGTTTGTTTGCTTGCAAACAAACGC 


TGGCGACCGGCGCACGGGTGAGTAACACGTATCCAACCTACCTCATACTCGGGGATAGCCTTTCGAAAGA 
AAGATTAATATCCGATAGCATATATTTCCCGCATGGGTNNNATATTAAAGAAATTCGGTATGAGATGGGG 
ATGCGTTCCATTAGTTTGTTGGGGGGGTAACGGCCCACCAAGACTACGATGGATAGGGGTTCTGAGAGGA 
AGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCA 
ATGGACGCGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCTATGGGTTGTAAACTTCTTTTAT 
ATGGGAATAAAGTGGTCCACGTGTGGACTTTTGTATGTACCATATGAATAAGGATCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGG 
ATTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCAGTCTTGAGTG 
CAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGA 
AGGCAGCTCACTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCT 
GGTAGTCCACACAGTAAACGATGAATACTCGCTGTTTGCGATATACAGTAAGCGGCCAAGCGAAAGCATT 
AAGTATTCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCNGCACAAGCG 
GAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTAAATTGCAAATGAATTATG 
GGGAAACCCATACGCCGCAAGGCATNTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTG 
TCGGCTTAAGTGCCATAACGAGCGCAACCCTTATCTTCAGTTACTAACAGGTCATGCTGAGGACTCTGGA 
GAGACTGCCGTCGTAAGATGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGC 
TACACACGTGTTACAATGGGGGGTACAGAAGGCAGCTACCTGGTGACAGGATGCCAATCCCAAAAACCTC 
TCTCAGTTCGGATCGAAGTCTGCAACCCGACTTCGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCA 
TGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGTACCTGA 
AGTACGTAACCGCAAGGAGNGT 


>gi|219846649|ref|NR_026241.1| Brevibacterium iodinum strain DSM 2062 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGACGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCAGAAGCTTGCT 
TCTGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGATTTCGGGATAAGCCTGGG 
AAACTGGGTCTAATACCGGATACGACCAACCCTCGCATGAGGGTTGGTGGAAAGTTTTTCGATCAGGGAT 
GGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCCACCAAGCCGACGACGGGTAGCCGGCCTGAG 
AGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTT 
CAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTGGTCACGTC 
TGCTGTGGAAACGCAACGCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTGCAGTAGGGGAG 
TCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTC 
TGGGCTGTAACTGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATG 
CCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGC 
CCCGCCTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGGACCGTTCTGGAAA 
CAGTTCTTCTCTTTGGAGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATAGGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCA 
CGCATGCTACAATGGCTGGTACAGAGAGAGGCGAACCCGTGAGGGTAAGCGAATCCCTTAAAGCCAGTCT 
CAGTTCGGATCGTAGTCTGCAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGC 
CGGTGTCCCAACCCCCTTTTTGGGAGGGGGCGTCTAGGTGGGACTGGTGATTGGGACTAAGTCGTAACAA 
GGTAGCCGTACCGGA 


>gi|219846648|ref|NR_026240.1| Promicromonospora citrea strain DSM 43110 16S ribosomal RNA, partial 
sequence 
GGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCAGCTTGCTGGGTGGATCAGTGGCGAACGGGTGA 
GTAACACGTGAGCAACCTGCCCTTCACTTCGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATAGGAG 
CACCTGCTGCATGGTGGGTGTTGGAAAGTTTTTCGGTGAGGGATGGGCTCGCGGCCTATCAGCTTGTTGG 
TGGGGTAACGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGC 
GACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGG 
TACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTC 
CGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGGTGTGAAATCCCATGGCTCAACTA 
TGGGCTTGCATCGGGTACGGGCAGACTAGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGA 
ATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTCACTGACGCTGAGGAGCG 
AAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGG 
GGCCAGTTCCACTGGTTCTGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCG 
AAGAACCTTACCAAGGCTTGACATGTACGAGAAAGCCCCAGAGATGGGGTTCTCTTTGGACACTCGTACA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAG 
GGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG 
ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCTCACGGNCCAACCCCTTGTGGGAGGG 
AGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGT 


>gi|219846647|ref|NR_026239.1| Oerskovia enterophila strain DSM 43852 16S ribosomal RNA, partial sequence 
GGCGTGCTTAACACATGCAAGTCGAACGGTGATGACCAGCTTGCTGGTCGGATCAGTGGCGAACGGGTGA 
GTAACACGTGAGTAACCTGCCCCAGACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACTGGATATGAG 
ATGCCCCTGCATGGGGAGTGTCTGGAAAGATTTATCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTT 


GGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCA 
GCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGAC 
GGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGGTGTGAAAACTCAAGGCTCAAC 
CTNGAGCTTGCATCGGGTACGGGCAGACTAGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTG 
GAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCGCAACTGACGCTGAGGAG 
CGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGT 
GGGGCTCATTCCACGAGTTCCGTGCCGCAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACG 
CGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGATGGTTGCCCCGCAAGGTCGGTGTA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATAAGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAG 
GGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCG 
ACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAG 
CTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGT 


>gi|219846646|ref|NR_026238.1| Arthrobacter uratoxydans strain DSM 20647 16S ribosomal RNA, partial 
sequence 
CCTGAATCAGGATGAACGCTGACGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTAAAGCTTGCTC 
TGGTGGATTAGTGNCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGACTCTGGGATAAGCCTGGGA 
AACTGGGTCTAATACCGGATATGACCTCCTACCGCATGGTGGGTGGTGGAAAGATTTATCGGTGGGGGAT 
GGACTCACGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGACCTGAG 
AGGGTGACCGGCCACACTGGCTCTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTC 
CACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTT 
CAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCTCGTAGGCGGTTTGTCGCGTC 
TGCCGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAG 
ACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTC 
TGGGCATTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATG 
CCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCCAGACCGGGCTAGAGA 
TAGTCCTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCA 
CGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCT 
CAGAACGGATTGGGGTCTGCAACACGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGC 
CGATGGCCTAACCACCTTGTGTGGGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACA 
AGGTAGCCGTACCG 


>gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus strain DSM 20167 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACTTTTGTGCTTGCAC 
AGATGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGACTCTGGGATAAGCCTGGGAA 
ACTGGGTCTAATACCGGATATGCACCGTGGACCGCATGGTTTTTGGTGGAAAGATTTTTTGGTCAGGGAT 
GGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGCCGACGACGGGTAGCCGGCCTGAG 
AGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTT 
CAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTC 
TATCGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAG 
ACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTC 
TGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATG 
CCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCAGACCGCCGTGGAAA 
CACGGTTTCCCCTTTGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAAAGGCGGGGACTCATGGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGTCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
ATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGNCCGTCAAGTCACGAAAGTTGGTAACACCCGAAG 
CCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACA 
AGGTAGCC 


>gi|219846644|ref|NR_026236.1| Arthrobacter oxydans strain DSM 20119 16S ribosomal RNA, partial sequence 
CCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGGGAGCTTGCTCCT 
GGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTGGGAAACT 
GGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTATTGTGGTTTTGGATGG 


ACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTTACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCA 
GTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTG 
CCGTGAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTG 
GGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGTAATACCTGGAGACA 
GGGTGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAC 
GCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTC 
AGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCC 
GGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAG 
GTAGCCGTACCGGAAG 


>gi|219846643|ref|NR_026235.1| Arthrobacter ilicis strain DSM 20138 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCCAGCTTGCT 
GGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAA 
ACTGGGTCTAATACCGGATACGACCATCTGGCGCATGTCATGGTGGTGGAAAGCTTTTGTGGTTTTGGAT 
GGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAG 
AGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTT 
CAGTAGGGAAGAAGCCGTAAGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCG 
TCTGCTGTGAAAGACCGGGGCTCAACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGCAGGGG 
AGACTGGAATTCCTGGTGTAGCGGCGAAATGCGCAGATATCAGGAGGAACACCCATGGCGAAGGCAGGTC 
TCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
TGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGT 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGTAATACCTGGA 
AACAGGTGCCCCGCTTGTGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGTTCGGCCGGGGACTCATAGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAG 
CCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAG 
GTAGCCGTACCGGAAG 


>gi|219846642|ref|NR_026234.1| Arthrobacter histidinolovorans strain DSM 20115 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGANCGATGATCCCAGCTTNCTGGG 
GGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAACCCTGGGAAACT 
GGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTTGTGGTTTTGGATGGAC 
TCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGG 
TGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGT 
AGGGAAGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTTCT 
GTGAAAGACCGGGGCTCAACTCCGGTTCTCCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCCATGGCGAAGGCAGGTCTCTGGG 
CTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGT 
AAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
CGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAAGACCTGGAAACAGG 
TGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGTTCGGCCGGGGACTCATAGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCAT 
GCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTT 
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTG 
GCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAGCC 
GTACCGGAAG 


>gi|219846641|ref|NR_026233.1| Arthrobacter aurescens strain DSM 20116 16S ribosomal RNA, partial 
sequence 

TCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCCAGCTTGCTGGGGGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTCCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCT 


AATACCGGATATGACCATCTGGCGCATGTCATGGTGGTGGAAAGCTTTTTGTGGTTTTGGATGGACTCGC 
GGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGAC 
CGCCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGG 
AAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTTCTGTGA 
AAGACCGGGGCTCAACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAAT 
TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGT 
AACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAAC 
GTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAAGACCTGGAAACAGGTGCC 
CCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCT 
ACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCC 
TAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTA 
CCGGAAGGTG 


>gi|219846640|ref|NR_026232.1| Syntrophobacter pfennigii strain DSM 10092 16S ribosomal RNA, partial 
sequence 
AATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAGAAAGCCTTAATCTTCGGATGGGCGAGT 
AAAGTGNCGCACGGGTGAGTAACGCGTAGGTAACCTACCCCTGTATTTGGGATNACAGTGCGAAAGTGCT 
GCTAATACCGGATACGACCTCAGAGCGGGAGCACAGAGGTNAAAGTCGGCCTCTCGAAGAAGCTGATGTA 
CGGGGATGGGCCTGCGTCCTATCAGCTGGTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGGTAGCTG 
GTCTGAGAGGATGATCAGCCACACTGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGG 
AATTTTGCGCAATGGCCGCAANGCTGACGCAGCAACGCCGCGTGGGTGAAGAAGGCCTTCGGGTCGTAAA 
GCCCTGTCAGGTGGGAAGAAAGGCTTTAGGTCGAAGAGACTGGGGACTTGACGGTACCACCAGAGGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCNTTATTCGGAATTACTGGGCGT 
AAAGCGCGTGCAGGCGGTTTGACAAGTCTGATGTGAAAGCCCCGGGCTTAACCTGGGAAGAGCATTGGAA 
ACTGTTGGACTTGAGTACTGGAGAGGAAGGGGGAATTCCCGGTGTAGAGGTGAAATTCGTAGAGATCGGG 
AGGAATACCAGTGGCGAAGGCGCCCTTCTGGACGGCTACTGACGCTGAGACGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGCACTAGGTGTAGCGGGTACTCATTCCTG 
CTGTGCCGTAGCTAACGCGTTAAGTGCTCCGCCTGGGGATTACGGTCGCAAGACTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGC 
TTGACATCCCCGGACGGTCCTGGAAACAGGGAGTTNNNCTTCGGGGGACCGGGAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGC 
CATCACTTCGGGTGGGCACTCTAGAGGGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCTTTATGCCCAGGGCTACACACGTACTACAATGGGCGGTACAGAGGGAAGCGATCCCGTG 
AGGGGGAGCCAATCCCAAAAAGCCGTTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCACGAGAGTTGGCTGCACCAGAAGTNCGTGGGCTAACNNTTCGGGGGGGCAGCGTACCAAGGTGTGG 
TCGGTGATTGGGGTGA 


>gi|219846638|ref|NR_026230.1| Porphyromonas catoniae strain ATCC 51270 16S ribosomal RNA, partial 
sequence 
TGANCGCTANCGATAGNCTTAACACATNCAAGTCGAGGGGCANCATGGTCTTAGCTTGCTAAGACTGATG 
NCGACCGGCGNACGGGTGCGTNACGCGTATGCAACTTGCCTCACAGAGGGGGATAACCCGTCGAAAGACG 
GACTAATACCGCGTACACTCCAGNCTGGGCATCCAGGCTAGAGGAAATGAAATTCGCTGTGAGATAGGCA 
TGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGNCGACGATGGGTAGGGGAACTGAGAGGTT 
GAACCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAA 
TGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGTCTTATGGATTGTAAACTTCTTTTGTA 
GGGGAATAAAGAATAGTACGTGTACCATAGTGAATGTACCCTACGAATAAGCATCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGC 
CTGTTAAGTCAGCGGTGAAATCTAGGGGCTTAACTCCTAAATTGCCATTGATACTGGTGGGCTTGAGTGT 
AGATGAGGTAGGCGGAATGCGTGGTGTAGCGGTGGAATGCATAGATATCACGCAGAACTCCAATTGCGAA 
GGCAGCTTACTAAGGTACAACTGACGCTGAAGCACGAAAGCGTGGGTATCANACAGGATTAGATACCCTG 
GTAGTCCACGCAGTAAACGATGATAACTGGGCGTATGCGATATACAGTATGCTCCTAAGCGAAAGCGTTA 
AGTTATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
AGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGATTGAAATGTAGATGACCACCGG 
TGAAAGTCGNNTTCCCTTCGGGGCTTCTATGTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGT 
GTCGGCTTAAGTGCCATAACGAGCGCAACCCCTGTCTACGGTTGCCATCAGGTAATGCTGGGAACTCCGT 
AGAGACTGCCGTCGTAAGGCGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACATCCGGGG 
CGACACACGTGTTACAATGGTGGGGACAAAGGGCAGCTACCTGGCGACAGGATGCGAATCTCCAAACCCC 
ATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCC 
ATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGTCTGGAGTACCTA 
AAGTCCGTACCTGCGAGGGTCGGCCTAGGGTAATACAGGTGACTGGGGCTAAGTCGTAACAAGGTAGCCG 


>gi|219846637|ref|NR_026229.1| Dialister pneumosintes strain ATCC 33048 16S ribosomal RNA, partial 
sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGAGATGAAAGAGCTTGCTCTTTTATTA 


ATTTCAGTGGCAAACGGGTGAGTAACACGTAAACAACCTGCCTTAAGGATGGGGATAACAGACGGAAACG 
ACTGCTAATACCGAATACGTTCTAAGCATCGCATGGTGCATAGAAGAAAGGGTGGCCTCTACAAGAAAGC 
TATCGCCTTAAGAGGGGTTTGCGACTGATTAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCGACGATCA 
GTAGCCGGTCTGAGAGGATGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGAAGAAGGTCTTCGGA 
TTGTAAAGTTCTGTGATTCGGGACGAAAGGGTTTGTGGTGAATAATCATTGACATTGACGGTACCGAAAA 
AGCAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCCATCTTAAAAGCGTGGGGCTCAACCCCATGAGGGG 
ATGGAAACTGGGAAGCTGGAGTATCGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAG 
ATTAGGAAGAACACCGGTGGCGAAGGCGACTTTCTAGACGAAAACTGACGCTGAGGCGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTAGGAGGTATCGA 
CCCCTCCTGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGAAGTACGATCGCAAGATTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTAC 
CAAGCCTTGACATTGATCGCAATCCATAGAAATATGGAGTTCTTCTTCGGAAGACGAGAAAACAGGTGGT 
GCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTTCC 
TGTTACCAGCACGTAAAGGTGGGGACTCAGGAGAGACCGCCGCGGACAACGCGGAGGAAGGCGGGGATGA 
CGTCAAGTCATCATGCCCCTTATGGCTTGGGCTACACACGTACTACAATGGGTGCCAACAAAGAGAAGCG 
AAATCGCGAGATGGAGCGGACCTCATAAACGCACCCCCAGTTCAGATTGCAGGCTGCAACTCGCCTGCAT 
GAAGTAGGAATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACTATGAGAGTTAGAGACACCCGAAGCCGGTGAGGTAACCGCAAGGGACCAGCCGTCTAAG 
GTGGAGCTGATGATTGGAGTGAAGTCGTAACAAG 


>gi|219846636|ref|NR_026228.1| Actinomyces viscosus strain NCTC 10951 16S ribosomal RNA, partial sequence 
CGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGGAGCCAGCTTGCTGGTTCTGGATGAGTGGCGAACG 
GGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTCTGGATAACCGCATGAAAGTGTGGCTAATACGGGAT 
ATTCTGGGTCTGTCGCATGGTGGGCCTGGGAAAGGTTTGTTCCGGTGGGGGATGGGCTCGCGGCCTATCA 
GCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGGACGGTCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCCAGTGAAGCAGGCC 
TGCTCCTTGTGGGTGGGTTGACGGTAGCTGGATAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTGGTCGCGTCTG 
TCGTGAAATCCTCTGGCTTAACTGGGGGCTTGCGGTGGGTACGGGCCGGCTTGAGTGCGGTAGGGGAGAC 
TGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCCGCTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGTTGGGCACTAGGTGTGGGGGGCCTTTTCCGGGTCTTCCGCGCCGTAGCTAACGCATTAAGTGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCGGATGGTCCTGGAGA 
CGGGGTTTCCTCCTTTGGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCGTGTTGCCAGCACGTTGTGGTGGGGACTCGCGGG 
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
TCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGATACTGTGAGGTGGAGCGAATCCCTTAAAGCCGG 
TCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTCCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGA 
AGCCCGTGGCCCTATGG 


>gi|219846635|ref|NR_026227.1| Actinomyces israelii strain CIP 103259 16S ribosomal RNA, partial sequence 
ATGCAAGTCGAACGGGTCTGCCTTGTTTTTTGCGGGGTGGGTTAGTGGCGAACGGGTGAGTAACACGTGA 
GTAACCTGCCCCTCACTTCTGGATAACCGCTTGAAAGGGTGGCTAATACGGGGTGTTCTGGCTGTGCCGC 
ATGGTGTGGCTGGGAAAGATTCACTTTTGTGGTGTTTTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTG 
TTGGTGGGGTGATGGCCTGCCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGGGCGGTCACACTGGGA 
CTGAGATACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGGGTATTGCACAATGGGCGGAAGCCTGATG 
CAGCGACGTCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCCGGTGAAGAAGGTCCTGCT 
CTTTGTGGTGGGGTTGACGGTAGCCGGGTTATGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGCTGGTCGCGTCTGCCG 
TGAAATCCTCTGGCTCAGCTGGGGGCGTGCGGTGGGTACGGGCTCGCTTGAGTGCGGTAGGGGAGGCTGG 
AACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC 
CGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTA 
AACGTTGGGCACTAGGTGTGGGGGGTCTTTCCGGGTCCTCCGCGCCGTAGCTAACGCTTTAAGTGCCCCG 
CCTGGGGAGTACGNCCGCAAGGCTAAAACTCAAAGGAATTGNCGGGGGCCCGCACAAGCGGCGGAGCATG 
CGGATTAATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACATGGGCCGGCTGCTCCTGGAGACGGG 
GGCCTCCCTTTTTGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTGTCCCGTGTTGCCAGCGTGTTGTGGCGGGGACTCGCGGGAGACTG 
CCGGGGTTAACTCGGAGGAGGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTTCACGC 
ATGCTACAATGGCCGGTACAGTGGGTTGCGATGTCGTGAGGCGGAGCGAATCCCTTAAAGCCGGTCTCAG 
TTCGGATCGGTGTCTGCAACTCGACACCGTGAAGCTGGAGTCGCTAGTAATCGCAGATCAGCAGTGCTGC 
GGTGAATACGTCCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGCCGGCGACACCCGAAGCCCG 
TGGCCCTGTGGGGAGCGGTCGAAGGTGGGGCTGGTGATTGG 


>gi|219846634|ref|NR_026226.1| Cellulomonas humilata strain NCTC 25174 16S ribosomal RNA, partial 
sequence 

CGGCGTGCTTAACACATGCAAGTCGAACGGTGATGNCCAGCTTGCTGGTCTGATCAGTGGCGAACGGGTG 
AGTAACACGTGAGCAACCTACCCCAGACTCTGGAATAACCATGGGAAACGATGGCTAATACCGGATACGA 
GACACACGCGCATGTGTGGTGTCTGGAAAGATTTATCGGTCTGGGATGGGCTCGCGGCCTATCAGCTTGT 


TGGTGGGGTAGTGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGC 
AGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGA 
CGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTT 
GTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACCTAAGGCTCAA 
CCTTGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGT 
GGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCGCAACTGACGCTGAGGA 
GCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTG 
TGGGGCTCATTCCACGAGTTCCGTGCCGCAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAAC 
GCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGATGGTTGCCCCGCAAGGTCGGTGT 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCAGTACAAA 
GGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCTGGTCTCAGTTCGGATTGGGGTCTGCAACTC 
GACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTCCCGGGCCTTG 
TACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCGGTGGCCCAACTCGTAAGAGAGGGAG 
cT 


>gi|219846633|ref|NR_026225.1| Actinomyces hordeovulneris strain CIP 103149 16S ribosomal RNA, partial 
sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCTGCCGGGCTTTTGTTTGGTGGTGAGAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTCTTGGGATAACGTCCAGAAATGGGTGCTA 
ATACCGGATATTTACGCTTCATCGCATGGTGGGGTGTGGAAAGGTTTTTCTGGTGGGGGATGGGCTCGCG 
GCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACC 
GGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGA 
CGCAGGCCTCAGTTTTTGTTGGGGTTGACTTTACTTACAGAAGAAGCGCCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTC 
GCGTCTGTCGTGAAAACCCACAGCTTAACTGTGGGCTTGCGGTGGGTACGGGCAGGCTTGAGTGCGGTAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCACAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCATGCCGTAAACGTTGGGCACTAGGTGTGGGGAATGTTTCCACGTTTTCTGCGCCGTAGCTAACGCATT 
AAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACATCCAGAGCGTG 
CAGAGATGTGCGTGCATTTGGTTGGGGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGAGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCG 
TGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTTCACGCATGCTACAATGGCTAGTACAGAGGGTTGCGATATCGTGAGGTTGAGCTAATCCCTTAAAG 
CTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACAC 
CCGAAGCTCATGGCCTAACCGTTTGG 


>gi|219846632|ref|NR_026224.1| Gluconobacter frateurii strain IFO 3264 16S ribosomal RNA, partial 
sequence 
GAGTTTGATTCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGATCTTTCGG 
GATTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTATCCATGGGTGGGGGACAACTCCGGGAAACTGG 
AGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTTTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGAC 
GGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTG 
CTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTGATGCAGTCAGATGTGAAATCCCCGGGCTTAAC 
CTGGGAACTGCATTTGAGACGCATTGACTAGAGTTCGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCGATACTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGT 
TGGGTAACTTAGTTACTCAGTGTCGAAGCTAACGCGCTAAGCACACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGGGCTTGCATGGGGAGGACGTACTCAGAGATGGGTATTTCTTCCGACCTCCCGCACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCACAACCCTT 
GTCTTTAGTTGCCAGCACTTTCAGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGG 
AAGCTATGTGGTGACACAGTGCTGATCTCTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGT 
ACATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTTGGTTCGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGAC 
CACGGACGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACC 
TCCTTT 


>gi|219846631|ref|NR_026223.1| Pseudoalteromonas rubra strain ATCC 29570 16S ribosomal RNA, partial 
sequence 

TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACG 
AGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTTAGGTGGGGGACAACCATTGGAAACGATGGCT 
AATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTA 


GCTAGTTGGTNAGGTAACGGCTNACCAAGGCNACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACAC 
TGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGT 
TAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAA 
GCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAG 
GGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCC 
ACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGTCTACTAGGAGCTGGGGTCCTTCGGACAACTTTTCCAAAGCTAACGCATTAAGTA 
GACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGAT 
GGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCTAAGGAGA 
CTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACA 
CACGTGCTACAATGGCATATACAGAGTGCTGCGAACTAGCGATAGTAAGCGAATCACTTAAAGTATGTCG 
TAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTG 
GATAGCTTAACTTCGGGAGGGCGTTC 


>gi|219846630|ref|NR_026222.1| Pseudoalteromonas nigrifaciens strain NCIMB 8614 16S ribosomal RNA, 


partial sequence 
TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAAAGTAGCTTGCTACTTTGCTGA 
CGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGACTG 
CTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGAT 
TAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAG 
GTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTT 
AAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAG 
AGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAG 
CCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGT 
CCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGTTCTGTTTTTCAAAGCTAACGCATTAAGT 
AGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCNNCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGA 
TGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGA 
GACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTA 
CACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACNTGCGAANGTAAGCGAATCACTTAAAGTGCGT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATG 
ACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAG 
TAGATAGTCTAACCCTCGGGAGGACGTTNACCACGG 


>gi|219846629|ref|NR_026221.1| Pseudoalteromonas luteoviolacea strain NCIMB 1893 16S ribosomal RNA, 


partial sequence 
TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACG 
AGCGGCGGACGGGTGAGTAATGCTTGGGAACGTGCCGTAAGGTGGGGGACAACCATTGGAAACGATGGCT 
AATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTATGATCGGCCCAAGTGGGATTA 
GCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACAC 
TGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAAGGAGGAAAGGT 
TAGTAGTTAATACCTGCTAGCTGTGACGTTACTTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAA 
GCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAG 
GGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCC 
ACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGTCTACTAGGAGCTGGGGTCCTTCGGACAACTTTTCCAAAGCTAACGCATTAAGTA 
GACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACTAGAGAT 
AGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCTAAGGAGA 
CTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACA 
CACGTGCTACAATGGCAGATACAGAGTGCTGCGAACTTGCGAGAGTAAGCGAATCACTTAAAGTCTGTCG 
TAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTA 
GGTAGCTTAACCTTTGGGAGGGCGCTTACCA 


>gi|219846628|ref|NR_026220.1| Pseudoalteromonas carrageenovora strain 
partial sequence 

TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAAAGTAGCTTGCTACTTTGCTGA 
CGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGACTG 
CTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGAT 
TAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCAC 


ATCC 12662 16S ribosomal RNA, 


ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAG 
GTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTT 
AAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAG 
AGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAG 
CCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCNGTAAACGATGTCTACTAGAAGCTCGGAACCTCGGTTCTGTTTTTCAAAGCTAACGCATTAAGT 
AGACNGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGA 
TGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGNGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGA 
GACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTA 
CACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCACTTAAAGTGCGT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATG 
ACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAG 
TAGATAGTNTAACCCTCGGGAGG 


>gi|219846627|ref|NR_026219.1| Pseudoalteromonas aurantia strain ATCC 33046 16S ribosomal RNA, partial 
sequence 
TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGATAGCTTGCTATCTGCTGACG 
AGCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTTTGGTGGGGGACAACAGTTGGAAACGACTGCT 
AATACCGCATAACGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCAAGAGATTAGCCCAAGTG 
GGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCCTAGCTGGTTTGAGAGGATGATCAG 
CCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGG 
AAAGGTTAGTAGTTAATAGCTATTAGCTGTGACGTTACTGANAGAAGAAGCACCGGCTAACTCCGTGCCA 
GCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTT 
TGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAGACTAGAGTGTG 
ATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAG 
GCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGG 
TAGTCCACGCCGTAAACGATGTCTACTAGAAGCTGGGGTCCTTCGGACAACTTTTTCAAAGCTAACGCAT 
TAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACC 
AGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCACATAATGGTGGGAACTCT 
AAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAG 
GGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAGCCTGCGAAGGTTAGCGAATCACTTAAAG 
TGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCA 
GAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCC 
AGAAGTAGGTAGCTTAACCTTAGGGAGGGCGCTTAC 


>gi|219846626|ref|NR_026218.1| Pseudoalteromonas atlantica strain IAM 12927 16S ribosomal RNA, partial 
sequence 
TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGANAGTAGCTTGCTACTTTGCTGA 
CGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGACTG 
CTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGAT 
TAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAG 
GTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTT 
AAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAG 
AGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATC TGAAGGAATACCGATGGCGAAGGCAG 
CCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGCTCTGTTTTTCAAAGCTAACGCATTAAGT 
AGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGA 
TGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGA 
GACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTA 
CACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCACTTAAAGTGCGT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATG 
ANGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAG 
TAGATAGTCTAACCCTCGGGAGG 


>gi|219846625|ref|NR_026217.1| Shewanella benthica strain ATCC 43992 16S ribosomal RNA, partial sequence 
TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACAGAAAGTAGCTTGCTACTTTGCTGT 
CGAGCGGCGGACGGGTGAGTAATGCCTAGGGAACTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTG 
CTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGTACCTAGG 
TGGGATTAGCTAGTTGGTAAGGTAATAGCTTACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGA 


GGAAAGGTTGTAGTTTAATAAACTGCAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTCGTGC 
CAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGG 
TTTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTNNGAACTGGCAAACTAGAGTC 
TTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGA 
AGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGTCTACTCGNANTTTGGTGTCTTNNNCACTGGGTTCTCAAGCTAACGC 
ATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACTCG 
CTAGAGATAGCTTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAACT 
TTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGT 
AGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTCGCAAAGCCGCGAGGTCTAGCTAATCCCACAA 
AGCCGGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAAT 
CAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCA 
CCAGAAGTAGATAGCTTAACNTCGGGGAGGGCGTTTAC 


>gi|219846624|ref|NR_026216.1| Corynebacterium matruchotii strain CIP 81.82 16S ribosomal RNA, partial 
sequence 
ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCCACTTTTTTGGTGGGGGTGC 
TCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCTTGGGAAACTGG 
GTCTAATACCGGATAGGACCATGGTTTAGTGTCTCATGGTGGAAAGATTATTGTTNTGGTGCAGGATGAG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGG 
GTGGACGGCCNNNNNNNNNCTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGT 
TAGGGACGAAGCNNNNNNNNTGGGTGTGGTGACGGTACCTTTGTTAAGAAGCACCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGNGCTCGTAGGTGGT 
TTGTTGCGTCGTCTGTGAAATTCCGGNGCTTAACTTCGGGGTGGCAGGCGATACGGGCATAACTAGAGTG 
CTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGA 
AGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCATGCTGTAAACGGTGGGCGTTAGGTGTGGGGACCGGTTTGGTTTCNGTGCCGTAGCTAACGC 
ATTAAGCGCCCNGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCNGCACAA 
GCGGCGGAGCATGTGGATTAATTCGATGCAACTCGAAGAACCTTACCTGGGNTTGACATGCACCAGACGG 
TCGTAGAGATACGTACCTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACTTTGGGTGGGGACTC 
ATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGCCCA 
GGGCTTCACACATGCTACAATGGTTAGTACAAAGCGCTGCNAACCTGTGAGGGTGAGCGAATCGCTGAAA 
GCTAATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAATGCTGCGGT 


>gi|219846623|ref|NR_026215.1| Corynebacterium amycolatum strain CIP 103452 16S ribosomal RNA, partial 
sequence 
ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCTCCAGCTTGCTGGGGTACACGAG 
TGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTA 
ATACCGGATAGGACCATGGTGTGGATGCTGTGGTGGAAAGTTTTTTCGGTGTGGGATGGGCCCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCC 
ACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGA 
AGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCACCATCGACGAA 
GGGTTTCTGACGGTAGATGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTC 
CGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTACTGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACT 
GACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTG 
GGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCNGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCNGCACAAGCGGCGGAGCATGTGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACAGGATCGCGCCAGAGATGGTGTTTCCCT 
TGTGGCTTGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTGTGGTGGGGACTCGTAAGAAACTGCCGGGGTTAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGTCGGTACAGTGGGTTGCCAGTCCGTGAGGGCGAGCTAATCCCGTAAAGCCGGTCTCAGTTCGGATCGG 
GGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAACGCAGTGGCCTAAAC 
T 


>gi|219846621|ref|NR_026213.1| Corynebacterium xerosis strain ATCC 373 16S ribosomal RNA, partial 
sequence 

ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCCAGCTTGCTGGGGTACACGAG 
TGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTA 
ATACCGGATAGGACCGCACCGTGAGGGTGTGGTGGAAAGTTTTTCGGTGTGGGATGGGCCCGCGGCCTAT 
CAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCAC 
ATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAG 
CCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCACCATCGACGAAGG 
TTTTCTGACGGTAGATGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTG 
CGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCG 


GGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTACTGTAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGA 
CGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGG 
CGCTAGGTGTAGGGGTCTTCCACGACTTCTGTGCCGTAGCTAACGCATTAAGCGCCCNGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCNGCACAAGCGGCGGAGCATGTGGATTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACGGGACCGGGCCAGAGATGGTCCTTCCCTTGT 
GGCTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAAACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGT 
CGGTACAGTGGGTTGCGATGCCGTGAGGTGGAGCTAATCCCTGAAAGCCGGTCTCAGTTCGGATCGGGGT 
CTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 


>gi|219846620|ref|NR_026212.1| Corynebacterium pilosum strain ATCC 29592 16S ribosomal RNA, partial 
sequence 
ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTGCTTGCAGGGTACTCGAGTGG 
CGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAAACTGGGTCTAATA 
CCGGATATTCAACTTTGTGTTGGAAAGCCTTTGGGCGGTATGGGATGAGCTTGCGGCCTATCAGCTTGTT 
GGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCA 
GCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCTAGGGACGAAGCTTTTGTGAC 
GGTACCTAGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTG 
TCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGGAAGTCCGGGGCTTAAC 
TTCGGGAGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGA 
GCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGGTGGGCGCTAGGTG 
TAGGGGACTTCCACGTTTTCTGTGCCGTAGCTAACGCATTAAGCGCCCNGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCNGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACG 
CGAAGAACCTTACCTGGGCTTGACATACACCGGATCGGGCTAGAGATAGTCTTTCCCTTGTGGCTGGTGT 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCTTATGTTGCCAGCACGTTGTGGTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTTGGTACAGC 
GCGCAGCGAGATCGTGAGGTTGAGCTAATCGCACAAAGCCAGCCGTAGTTCGGATTGGGGTCTGCAACTC 
GACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAACGCAGTGG 


>gi|219846619|ref|NR_026211.1| Corynebacterium auris strain DZZM 328 16S ribosomal RNA, partial sequence 
GGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCTCCCGCTTGCGGGGGTACTCGAGTGGCGAACGGGT 
GAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACTGGATAGG 
ACTGCTGGTTGGTGCTGGTGGTGGAAAGCTTTTGCGGTATGGGATGAGCTCGCGGCCTATCAGCTTGTTG 
GTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTG 
AGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAG 
CGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCCAGGGACGAAGCGTTTTGTGAC 
GGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTG 
TCCGGAATTACTGGGCGTAAAGAGCTCTCGTAGGTGGTTTGTCGCGTCGTTTGTGTAAGTCCATGGCTTA 
ACTGTGGGACTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCG 
GTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAG 
GAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGNCCATCCCGTAAACGGTGGGCGCTAGG 
TGTGAGCCTCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCTGGGCTTGACATGCACTGGATCGGGCCAGAGATGGTCTTTCCCTTTGTGGCTGG 
TGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCNTGTCTTATGTTNCCAGCATTTGGTTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAG 
GTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAG 
CGCGTGTGCGATACTGTGAGGTGGAGCTAATCGCTAGAAAGCCGGTCGTAGTTCGGATTGGGGTCTGCAA 
CTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 


>gi|219846618|ref|NR_026210.1| Acinetobacter radioresistens DSM 6976 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGATGAAGGTAGCTTGCTACTGGATTCAGCGGCG 
GACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACGTTCCGAAAGGNNCGCTAATACCG 
CATACGTCCTACGGGAGAAAGCAGGGGACCTTNGGGCCTTGCGCTAATAGATGAGCCTAAGTCGGATTAG 
CTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTAC 
CTAGATTAATACTTTAGGATAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCC 
GCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCCAATTAA 
GTCAAATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTGGTTGGCTAGAGTATGGGAGAG 
GATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCC 
ATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCCTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTA 
GACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATACAGAGAACTTTCCAGAGA 
TGGATTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTATTTGCCAGCACTTCGGTTGGGAACTTTAAGGAT 


ACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTAC 
ACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCGATC 
GTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGT 
AGGTAGTCTAACCGCAAGGAGGACGCTTACCACGGTGTGGCCGATGACTGGGGTGAAGT 


>gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii DSM 2403 16S ribosomal RNA, partial sequence 


AACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGGAAATGTAGCTTGCTACCTAACCTAGCGGCG 
GACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACATCTCGAAAGGGATGCTAATACCG 
CATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTAATAGATGAGCCTAAGTCGGATTAG 
CTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTAC 
CGAGATTAATACTCTTGGATAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCC 
GCGGTAATACAGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGTAAAGCGCGCGTAGGTGGCCAATTAA 
GTCAAATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTGGTTGGCTAGAGTATGGGAGAG 
GATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCC 
ATCTGGCCTAATACTGACACTGAGGTGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTA 
GACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATAGTAAGAACTTTCCAGAGA 
TGGATTGGTGCCTTCGGGAACTTACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTATTTGCCAGCGGGTTAAGCCGGGAACTTTAAGGA 
TACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTA 
CACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACCTCGCGAGAGGATGCTAATCTCAAAAAGCCGAT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATG 
CCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAG 
TAGGTAGTCTAACCGNAAGGAGGACGCTTACCACGGTGTGGCCGATGACTGGGGTGAAGT 


>gi|219846616|ref|NR_026208.1| Acinetobacter junii strain DSM 6964 16S 
AACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAGATGAGGTGCTTGCACCTTATCTTAGCGGCG 
GACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACATTCCGAAAGGAATGCTAATACCG 
CATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTAATAGATGAGCCTAAGTCGGATTAG 
CTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTATGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTAC 
TGAGACTAATACTCTTGGATAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCC 
GCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTTTTTAA 
GTCGGATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTGGGAAGCTAGAGTATGGGAGAG 
GATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCC 
ATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTA 
GACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATACTAGAAACTTTCCAGAGA 
TGGATTGGTGCCTTCGGGAATCTAGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTACTTGCCAGCATTTCGGATGGGAACTTTAAGGAT 
ACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTAC 
ACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCGATC 
GTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGT 
AGGTAGTCTAACCGCAAGGAGGACGCTTACCACGGTGTGGCCGATGACTGGGGTGAAGT 


ribosomal RNA, partial sequence 


>gi|219846615|ref|NR_026207.1| Acinetobacter haemolyticus strain DSM 6962 16S ribosomal RNA, complete 


sequence 

AACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGGAAGGGTAGCTTGCTACCTAACCTAGCGGCG 
GACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACATTCCGAAAGGAATGCTAATACCG 
CATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTAATAGATGAGCCTAAGTCGGATTAG 
CTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTAC 
TCTAGTTAATACCTAGAGATAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCC 
GCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTGATTAA 
GTCGGATGTGAAATCCCTGAGCTTAACTTAGGAATTGCATTCGATACTGGTCAGCTAGAGTATGGGAGAG 
GATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCC 
ATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTNNTAGTCC 
ATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTA 
GACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATAGTAAGAACTTTCCAGAGA 
TGGATTGGTGCCTTCGGGAACTTACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTATTTGCCAGCGGGTTAAGCCGGGAACTTTAAGGA 
TACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTA 
CACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGAT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATG 


CCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAG 
TAGGTAGTCTAACCGTAAGGAGGACGCTTACCACGGTGTGGCCGATGACTGGGGTGAAGT 


>gi|219846614|ref|NR_026206.1| Acinetobacter baumannii strain DSM 30007 16S ribosomal RNA, complete 
sequence 
AACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGGGAAGGTAGCTTGCTACCGGACCTAGCGGCG 
GACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACATCTCGAAAGGGATGCTAATACCG 
CATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTAATAGATGAGCCTAAGTCGGATTAG 
CTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTATGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTAC 
TTTAGTTAATACCTAGAGATAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCC 
GCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTTATTAA 
GTCGGATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTGGTGAGCTAGAGTATGGGAGAG 
GATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCC 
ATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTA 
GACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATACTAGAAACTTTCCAGAGA 
TGGATTGGTGCCTTCGGGAATCTAGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTACTTGCCAGCATTTCGGATGGGAACTTTAAGGAT 
ACTGCCAGTGACAAAC TGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTAC 
ACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCGATC 
GTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGT 
AGCTAGCCTAACTGCAAAGAGGGCGGTTACCACGGTGTGGCCGATGACTGGGGTGAAGT 


>gi|219846613|ref|NR_026205.1| Succiniclasticum ruminis strain DSM 9236 16S ribosomal RNA, partial 
sequence 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGATTTTGTTTCGGCA 
GAATCCTAGTGGCGAACGGGTGAGTAACGCGTAGGCAACCTGCCCCCCGGATTGGGACAACACCCCGAAA 
GGGGTGCTAATACCGGATACGAAGATAGCACCGCATGGTGTTATTTTGAAAGATGGCCTCTATTTATAAG 
CTATCGCCGGGGGATGGGCCTGCGTCCGATTAGCTGGTTGGTGGGGTAACGGCCTACCAAGGCGACGATC 
GGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGGGTGAGGAAGTTCTTCGG 
AACGTAAAGCCCTGTTGTACATGACGAACGTGCTTTCTATCAACAACGGGAAGCAATGACGGTAGTGTAC 
GAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGCGCATGTAGGCGGCGCCTTAAGTCTGTCGTGAAACTGCGGGGCCTAACCCCGTATGGC 
GATGGAAACTGGGGCACTTGAGTGCAGGAGAGGAAAGGGGAACTCCCAGTGTAGCGGTGAAATGCGTAGA 
TATTGGGAAGAACACCGGTGGCGAAGGCGCCTTTCTGGACTGTGTCTGACGCTGAGATGCGAAAGCCAGG 
GTAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTGGGAGGTATCG 
ACCCCTTCCGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTA 
CCAGGGCTTGACATCGATTGAAGGNGTAGAGATACNCCCCTCTCTTCGGAGACATGAAGACAGGTGGTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCCATG 
TTACCATCATTAAGTTGGGGACTCATGGGAGACTGCCAGGGACAACCTGGAGGAAGGCGGGGATGACGTC 
AAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGCCGGCAACAGAGGGAAGCGAAGC 
CGCGAGGCGGAGCGAACCCCATAAACCCGGTCCCAGTTCGGATCGCAGGCTGCAACCCGCCTGCGTGAAG 
TCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCACGAAAGTTGGTAACACCCGAAGCCGGTGGGGTAACCGCAAGGAGCCAGCCGTCTNNGGTGG 
GGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGC 


>gi|219846612|ref|NR_026204.1| Clostridium viride strain DSM 6836 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGCCATCTGGAACAAGTTTTCGGACAAG 
GGAAAGATGTGCTTAGTGGCGGACGGGTGAGTAACGCGTGAGTAACCTGCCTTGGAGTGGGGAATAACAC 
ATCGAAAGGTGTGCTAATACCGCATGATGCAACGGGATCGCATGGTTCTGTTGCCAAAGATTTATCGCTC 
TGAGATGGACTCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCCGG 
ACTGAGAGGTTGACCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCCCTCGGGTTGTAAAC 
TTCTTTTATTCGAGACGAAACAAATGACGGTACCGAATGAATAAGCCACGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCA 
AGTCAGATGTGAAATTCCAGGGCTCAACTCTGGACCTGCATTTGAAACTGTAGTTCTTGAGTGATGGAGA 
GGCAGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGC 
CTGCTGGACATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCANACAGGATTAGATACCCTGGTAGTC 
CACGCTGTAAACGATGGATACTAGGTGTGGGGGGACTGACCCCTTCCGTGCCGCAGTTAACACAATAAGT 
ATCCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACCGGTCTAGA 
GATAGGCCCTCCCTCGGGGCAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACGCAAGAGCACTCTAGCGAGACTGCC 
GTTGACAAAACGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGT 
ACTACAATGGCGCTTAACAGAGGGAGGCAATACCGCGAGGTGGAGCAAACCCCTAAAAGGCGTCCCAGTT 
CGGATTGCAGGCTGAAACCCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGT 
GAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTCGGGAACACCCGAAGTCCGTAG 


CCTAACAGCAATGAGGGCGCGGCCGAAGGTGGGTTCGATAATTGGGGTGAAGTCGTAACAAGGTAGCCGT 
ATCGGAAGGTGC 


>gi|219846611|ref|NR_026203.1| Streptomyces subrutilus strain DSM 40445 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCC 
TTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCC 
TGGAAACGGGGTCTAATACCGGATACCACTCCTGTCTGCATGGGCAGGGGTTGAAAGCTCCGGCGGTGAA 
GGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCA 
CGTCGGATGTGAAAGCCCGAGGCTTAACCTCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGG 
GGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAA 
GTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGC 
GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATTA 
GAGATAGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCATGCCTTCGGGGTGATGGGGACT 
CACAGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCT 
TGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGAT 
CAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCCAACCCGTAAGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGT 
CGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846610|ref|NR_026202.1| Streptomyces caelestis strain NRRL 2418 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCAC 
TTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCC 
TGGAAACGGGGTCTAATACCGGATACTGACCATCTTGGGCATCCAAGGTGTTCGAAAGCTCCGGCGGTGC 
AGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACC TGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTC 
GCGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG 
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
ATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTA 
AGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCT 
GGAGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAAGCCTTCGGGGTGTTGGGGAC 
TCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTC 
TTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAA 
AAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAA 
CACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAA 
GTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846609|ref|NR_026201.1| Thermotoga elfii strain DSM 9442 16S ribosomal RNA, partial sequence 
CTGGTGGCGTGCTTAACACATGCAAGTCGCGCGGGGAAAACCCCTTCGGGGGGAGTACCAGNGGCGCACG 
GGTGAGTAACACGTGGGTAACCTACCCCTCAGTGGGGGATAACCGGGGGAAACTCCGGTTAATACCCCAT 
ATTATCCGGTGACGACAGTTGTTGGATGAAAGGAGTGTTTGCTTCGCTGAGGGATGGGCCCGCGGCCCAT 
CAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCAC 
AAGGGCACTGAGACACGGACCCTACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAG 
CCTGATCCAGCGACGCCGCGTGAGGGACGAAGCCCTTCGGGGTGTAAACCTCTGTTGTGAGGGACGAATA 
AGATCTGGAGGAAATGCCAGATCGATGACGGTACCTCACGAGAAAGCCCCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGGGCGAGCGTTACCCGGATTCACTGGGCGTAAAGGGGGCGCAGGCGATCCAGT 
ATGTCGGGTGTGAAATCCCACAGCTCAACTGTGGAATTGCGCCCGAAACTACTGGGTTTGGGGCTGGTAG 
AGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCCGTAGATATCAGCAGGAACGCCGGTGGGGAAGCCGG 
TCTCCTGGGCCAAGCCCGACGCTGAGGCCCGAAAGCTAGGGGAGCAAACCGGATTAGATACCCGGGTAGT 
CCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGAGTCAATCCTCCGTTCTGTAGCTAACGCGTTAAGTT 
GGCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGGCGGGACCCCGCACAAGCGGTGGA 
GCGTGTGGTTTAATTGGATGCTAAGCCAAGAACCTTACCAGGGCTTGACATGCAGGTGGTACCAACCCGA 
AAGGGAAGGGACCCTTTCCTTTTGGAAAGGGAGCCTGCACAGGTGGTGCACGGCCGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGTTCGGCCGGGC 
ACTCTAAGGGGACCGCCGCCGACGANCCGGAGGAAGGAGGGGACGACGTCAGGTACTCGTGCCCTTTATG 
CCCTGGGCTACACACGCGCTACAATGGGTGGTACAGTGGGTCGCGACCTCGCGAGAGGGAGCCAATCCCC 
AAAACCATCCTCAGTTCAGATCGCAGGCTGCAACCCGCCTGCGTGAAACCGGAATCGCTAATAATCGCGG 


ATCAACCATGCCGCGGTGATTACGTCCCCGGGGTTTGCACACACCGCCCGTCAAACCACCCGAGTCGGGG 
GCACCTGAAGACGCCTATCCTAACCCGAAAGGGAGGNGAGGTGTTGAAGGTGAATCTGGCGAGGGGGGCT 
AAGTCGTAACAAGGTAGCCGTACTGGAAGGTGCGGCTGGATCACCTCCT 


>gi|219846608|ref|NR_026200.1| Micrococcus lylae strain DSM 20315 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTCCAGCTTG 
CTGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTT 
GGAAACGGGGTCTAATACCGGATAGGAGCATTCACCGCATGGTGGGTGTTGGAAAGAATTTCGGTCTTGG 
ATGGACTCGCGGCCCATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGTGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCG 
TCTGCCGTGAAAGTCCGGGGCTTAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGCAGTAGGGG 
AGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTC 
TCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
TGCCGTAAACGTTTGGCACTAGGTGTGGGGGCCATTCCACGGTTTCCGCGCCGCAGCTAACGCATTAAGT 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCTCGTTCGCCGTAGA 
GATACGGTTTCCCCTTTGGGGCGGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATGGG 
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
TCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGA 
AGCCGGTGGCCTAACCCTTGTGGAAGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACA 
AG 


>gi|219846607|ref|NR_026199.1| Kocuria kristinae strain DSM 20032 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTGGTGCTT 
GCACCGGGTGGATGAGTGGCGAACGGGTGAGTAATACGTGAGTGACCTGCCTTTGACTCTGGGATAAGCC 
TGGGAAACTGGGTCTAATACCGGATGCGACTACTGCCCGCATGGGCTGGTGGAAAGGGTTATGTACTGGT 
CTTAGATGGGCTCACGGCCTATCAGCTGGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTCAGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCAGCAGGGAAGAAGCGGAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTG 
TCGCGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTGTGCAGTGGGTACGGGCAGGCTAGAGTGCAGT 
AGGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGC 
AGGTTACTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCAT 
TAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGATCGTT 
CCAGAGATGGTTCTTCCCTTTTGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCA 
TAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAG 
CCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACAC 
CCGAAGCCGATGGCCTAACCCTTGTGGAGGGGTTGTGCAAGGTGGGACTGGCGATTGGGACTAAGTCGTA 
ACAAG 


>gi|219846606|ref|NR_026198.1| Arthrobacter agilis strain DSM 20550 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCACTTGTG 
GGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAA 
ACCGGGTCTAATACTGGATACGACCTTCTGGCGCATGCCATGTTGGTGGAAAGCTTTTGTGGTTTTGGAT 
GGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAG 
AGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTT 
CAGTAGGGAAGAAGCCTGTCTTTTGGGTGGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
TTTGTCGCGTCTGCCGTGAAAGTCCGGGGCTTAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTG 
CAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGA 
AGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAAC 
GCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAA 
TGATGCAGAGATGTGTCAGCCACTTGTGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGA 
CTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGT 
CTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAA 
AAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTTGGAGTCGCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTA 


ACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTA 
AGTCGTAACAAG 


>gi|219846605|ref|NR_026197.1| Nesterenkonia halobia strain DSM 20541 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCGGGTGCTT 
GCACCTGGCGGATTAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCC 
TGGGAAACTGGGTCTAATACCGGATATGACCAGTCCTCGCATGGGGTGCTGGTGGAAAGATTTTATCGGT 
CTTGGATGGACTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCG 
GCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAA 
CCGCTTTCAGCAGGGAAGAAGCTTTTTGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGCTCGCAGGCGGTTT 
GCCACGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTGTGCAGTGGGTACGGGTAGACTAGAGTGCAG 
TAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGG 
CAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGCGCCGTAGCTAACGCA 
TTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGATCGC 
TGCAGAGATGTAGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCACGTAGTGGTGGGGACTC 
ATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTT 
GGGCTTCACGCATGCTACAATGGCCGGTACAGTGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAA 
GCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTTGGAGTCGCTAGTAATCGCAGATC 
AGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACA 
CCCGAAGCTCACGGCCCAACCCCTTGGTGGAGGGGTTGTCGAAGGTGGGAC 


>gi|219846603|ref|NR_026195.1| Arthrobacter protophormiae strain DSM 20168 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGC 
TGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGG 
AAACTGGGTCTAATACCGGATATGACCATGGGACGCATGTCTTGTGGTGGAAAGATTTATCGGTTGGGGA 
TGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAGTAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGT 
CTGCCGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCT 
CTGGGCATTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCCAGACCGCCTCAGAG 
ATGGGGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAG 
CCGATGGCCTAACCACCTTGTGTGGGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAAC 
AAG 


>gi|219846602|ref|NR_026194.1| Arthrobacter nicotinovorans strain DSM 420 16S ribosomal RNA, complete 
sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCCAGCTTGCT 
GGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAA 
CTGGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTTGTGGTTTTGGATGG 
ACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAANCCTCTTTC 
AGTAGGGAAGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCT 
GCTGTGAAAGACCGGGGCTCAACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGA 
CTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCT 
GGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGC 
CGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGC 
ATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAAGACCTGGAAAC 
AGGTGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGTTCGGCCGGGGACTCATAGGAGACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACG 
CATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCA 
GTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCG 


GTGGCCTAACCCTTGTGGGGGGAGCCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAG 


>gi|219846601|ref|NR_026193.1| Arthrobacter ramosus strain DSM 20546 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCCCAGCTTGC 
TGGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTGGG 
AAACTGGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTTGTGGTTTTGGA 
TGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGT 
CTGCCGTGAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCT 
CTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACCGCCGCAGAA 
ATGTGGTTTCCCCTTTGGGGCCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTT 
CACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGT 
CTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAA 
GCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAAC 
AAG 


>gi|219846600|ref|NR_026192.1| Arthrobacter polychromogenes strain DSM 20136 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGGGGAGCTTGC 
TCCTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTGGGA 
AACTGGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTATTGTGTTTTGGA 
TGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTTACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGT 
CTGCCGTGAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCT 
CTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGTAATACCTGGAG 
ACAGGTGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAG 
CCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACA 
AG 


>gi|219846599|ref|NR_026191.1| Arthrobacter pascens strain DSM 20545 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCCCAGCTTG 
CTGGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTGG 
GAAACTGGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTTGTGGTTTTGG 
ATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCG 
TCTGCCGTGAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGG 
AGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTC 
TCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
TGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGT 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACCGCCGCAGA 
AATGTGGTTTCCCCTTTGGGGCCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGG 
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
TCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGA 
AGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAA 


CAAG 


>gi|219846598|ref|NR_026190.1| Arthrobacter nicotianae strain DSM 20123 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGC 
TGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGACTCTGGGATAAGCCCGGG 
AAACTGGGTCTAATACCGGATATGACCTCGCACCGCATGGTGCGGGGTGGAAAGATTTATCGGTGGGGGA 
TGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGT 
CTGCCGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGNCAGACTAGAGTGATGTAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCT 
CTGGGCATTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCAGACCGCTCCAGAG 
ATGGGGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAG 
CCGATGGCCTAACCACTTGTGTGGGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACA 
AG 


>gi|219846597|ref|NR_026189.1| Arthrobacter crystallopoietes strain DSM 20117 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGGACGAACNCTGNCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCGGTGCTTGC 
ACCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGG 
AAACCGGGTCTAATACCGGATACGACCTGTCACCGCATGGTGGTGGGTGGAAAGATTTTTTGGTTTTGGA 
TGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGT 
CTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCT 
CTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACCGCCGCAGAA 
ATGCGGTTTCCCTTCGGGGCTGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTC 
TCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAG 
CCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACA 
AG 


>gi|219846596|ref|NR_026188.1| Arthrobacter citreus strain DSM 20133 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACTTTTGTGCTTG 
CACAAAATGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTTCGGGATAAGCCTG 
GGAAACCGGGTCTAATACCGGATACGACGGACCACCGCATGGCGGTCCGTGGAAAGCTTGATGCGGTTTT 
GGATGGACTCGCGGCCTATCAGCTAGTTGGTTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGACGAAGGCCTTCGGGTTGTAAACC 
TCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTC 
GCGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAG 
GTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTA 
AGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAAGGCCT 
GGAAACAGGTCCCCCACTTGTGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATA 
GGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGG 
CTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCC 
GGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCC 


GAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTGTA 
ACAAG 


>gi|219846595|ref|NR_026187.1| Arthrobacter globiformis strain DSM 20124 16S ribosomal RNA, partial 


sequence 
CCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCGGTGCTTGCACC 
GGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAA 
CTGGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTTGTGGTTTTGGATGG 
ACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCA 
GTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTG 
CCGTGAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTG 
GGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACCGCCGCAGAAATG 
TGGTTTCTCCTTTTGGGGCCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCA 
CGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCT 
CAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGC 
CGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCG 


>gi|219846594|ref|NR_026186.1| Rhodococcus opacus strain DSM 43205 16S 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTAC 
ACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGGATATGACCTTCGGCTGCATGGCTGAGGGTGGAAAGGTTTACTGGTGCAGGATGGGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAG 
GGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGT 
GAAAACTCANAGCTCAACCTCGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGA 
ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCA 
GTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGTTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCCGTAGAGATACCGC 
CCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCGTAAGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGC 
TACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCG 
GATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGC 
CTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTACCGGAAGG 


>gi|219846593|ref|NR_026185.1| Rhodococcus ruber strain : DSM43338 16S 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGG 
GTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAA 
CTGGGTCTAATACCGGATAGGACCTCGGGATGCATGTTCCGGGGTGGAAAGGTTTTCCGGTGCAGGATGG 
GCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCA 
GTACCGACGAAGCGCAAGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGT 
CTGTGAAAACCCGCAGCTCAACTGCGGGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGACCGCCCCAGAGATG 
GGGTTTCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCACGTAATGGTGGGGACTCGCAGGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACAC 
ATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCTAACCCCTCGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGT 


ribosomal RNA, 


ribosomal RNA, 


partial sequence 


complete sequence 


AGCCGTACCGG 


>gi|219846592|ref|NR_026184.1| Rhodococcus globerulus strain DSM 4954 16S ribosomal RNA, partial sequence 
CTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCTTTTCGGGGTACACGA 
GCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCT 
AATACCGGATATGACCTCCTATCGCATGGTGGGTGGTGGAAAGATTTATCGGTGCAGGATGGGCCCGCGG 
CCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCGACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAC 
GAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTTTGTCACGTCTTTTGTGAAA 
ACTCACAGCTCAACTGTGAGCCTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAA 
CTGACGCTGAGGAACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGG 
TGGGCGCTAGGTGTGGGTTTCCTTCCACGGAATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCCGTAGAGATACGGCCCCC 
CTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTATCTTATGTTGCCAGCACGTTATGGTGGGGACTCGTAAGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACA 
ATGGCCAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATC 
GGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCTTAA 
CCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGG 


>gi|219846591|ref|NR_026183.1| Rhodococcus marinonascens strain DSM 43752 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTAC 
ACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGGATACGACCTTCGNCTGCATGACTGGGGGTGGAAAGGTTTACTGGTGCAGGATGAGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAG 
GGACGAAGCGTGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTTTGTCGCGTCGTTTGT 
GAAAACTCACAGCTCAACTGTGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGA 
ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCA 
GTAACTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGGTGGGCGCTAGGTGTGGGTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCTGCAGAGATGTGGCC 
CCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCGTAAGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCT 
ACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGG 
ATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCC 
TAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TACC 


>gi|219846590|ref|NR_026182.1| Actinomyces georgiae strain 6843 DSM 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGACGAACGCTGACGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTGGCTTTG 
TGTTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCTTCTTCGGGATAACGGT 
CTGAAAGGGCTGCTAATACCGGGTATTCACTGGTCCTCGCATGGGGGTTGGTGGAAAGGTTTTTTCTGGT 
GGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCG 
GCCTGAGAGGGTGACCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAA 
CCTCTTTCGCCCGTGGTCAAGCCGCAACTGTGGGTTGTGGTGAGGGTAGTGGGTAAAGAAGCGCCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCT 
TGTAGGCGGCTGGTCGCGTCTGCCGTGAAAATCCTCTGGCTCAACTGGGGGCGTGCGGTGGGTACGGGCT 
GGCTTGAGTGCGGTAGGGGAGGCTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACA 
CCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCACCCGTGGTTTCCGCGCC 
GTAGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACAT 
GCGCCCCGGGCGCGCGGAGACGCGCGCGCATTTGGTTGGGGGTGTGCAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCGCGTTA 
TGGCGGGGACTCGTGGGGGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATGCCGTGAGGCGGGGC 
GAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTCCTCGGGCCTTGTACACACCGCCCGTCACGTCACGA 
AAGTTGGTAACGCCCGAAGCCC 


>gi|219846589|ref|NR_026181.1| Actinomyces denticolens strain NCTC 11490 16S ribosomal RNA, partial 
sequence 
TGCTTAACACATGCAAGTCGAACGGTGATGCCCTGGCTTTTGTTGGGGTGGATGAGTGGCGAACGGGTGA 
GTAACACGTGAGTAACCTGCCCCCTTCTTCTGGATACCGCCACGAAAGTGGTGTTAATACGGGATATTCT 
GGCTCTGTCGCATGGTGGGGTTGGGAAAGGTCTTTTGTCTGGTGGGGGATGGGCTCGCGGCCTATCAGCT 
TGTTGGTGGGGTGATGGCCTACCAAGGCGTTGACGGGTAGCCGGCCTGAGAGGGTGGACGGGCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCCAGTGAAGCAGGCCCGC 
TCCTTTTGGTGGGCGGGTTGACGGTAGCTGGATAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGCTGGTCGCGTCTG 
CCGTGAAAATCCTTCGGCTTAACCGGGGGCTTGCGGTGGGTACGGGCCGGCTTGAGTGCGGTAGGGGAGG 
CTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCT 
GGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGC 
TGTAAACGTTGGGCACTAGGTGTGGGGGGCCTTTCCGGGTTGTCCGCGCCGTAGCTAACGCATTAAGTGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCGGATGGTCTCGGAGA 
CGGGGCTTCCTCATTTTTTGGGGTCGGTTNCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCGTGTTGCCAGCGCGTTGTGGCGGGGACTCGC 
GGGAGACTGCCGGGGTCAACTCGGAGGAGGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGG 
GCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATGCCGTGAGGCGGGGCGAATCCCTTAAAGC 
CGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTTGGAGTCGCTAGTAATCGCGGATCAG 
CAACGCCGCGGTGAATACGTCCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACC 
CGAAGCCCGTGGNCTTACGGGG 


>gi|219846588|ref|NR_026180.1| Actinomyces howellii strain NCTC 11636 16S ribosomal RNA, partial sequence 
CTTAACACATGCAAGTCGAACGGGCTGCGCCTGCCCTTGTGGTGGGTGTGGTTAGTGGCGAACGGGTGAG 
TAACACGTGAGTAACCTGCCCCTCACTCCTGGATAACCGCTTGAAAGGGTGGCTAATACGGGGTGTTCTG 
GTCCTGCTGCATGGTGGGGTTGGGAAAGATGCACTGTTAGGGTGTTTTTGGTGGGGGATGGGCTCGCGGC 
CTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGGACGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
GAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCCAGTGAAG 
AAGGCGCTCCTCGTTGTGGGGGTGTTGACGGTAGCTGGATAAGAAGCGCCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTGGTC 
GCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCCGGCTTGAGTGCGGTAG 
GGGAGACTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGTTGGGCACTAGGTGTGGGGGCTCTTTCCGGGGTCTCCGCGCCGTAGCTAACGCATT 
AAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGNCGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCCGGTCGCCCG 
CGGAGACGTGGGTTCCTCCTTGTGGGGCCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCACGTCGTGGTGGGGACT 
CGCGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCT 
TGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATGTCGTGAGGCGGAGCGAATCCCTTAA 
AGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAAC 
ACCCGAAGCCCGTGG 


>gi|219846587|ref|NR_026179.1| Clostridium acetireducens strain DSM 10703 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAACTTC 
CTTCGGGAAGTGAATTAGCGGCGGACGGGTGAGTATCACGTGGGCAACCTGCCTCAAAGAGGGGAATAGC 
CTTCCGAAAGGAAGATTAATACCGCATAAGATTAGAAATTCGCATGAATTTCTAATCAAAGGAGTAATCC 
GCTTTGAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATAGCCTACCAAGGCAACGATGCGTAG 
CCGACCTGAGAGGGTGAACGGCCACATTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGCGATGAAGGTCTTCGGATCGT 
AAAGCTCTGTCTTTTGGGACGATAATGACGGTACCAAAAGAGGAAGCCACGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGATATTT 
AAGTCAGATGTGAAATACCCAGGCTTAACTTGGGAGTTGCATTTGAAACTGGATATCTAGAGTGCAGGAG 
AGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGG 
CTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCTGTAAACGATGAATACTAGGTGTAGGAGGTATCATCCCTTCTGTGCCGCAGTTAACACAATAAG 
TATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGATTTGACGGGGGCCCGCACAAGCAGCG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCCCCTGAATTACTCGTA 
ATAGAGGAAATCCTTCGGGGACAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTATTAGTTGCTACCATTAAGTTGAGCACTCTAATAAG 
ATTGCCCGGGTCAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTAC 
ACACGTGCTACAATGGTAAGTACAGAGAGATGCAAATTCGCAAGGAAGAGCAAATCTCAAAAACTTATCC 
CAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGTCGGAGTTGCTAGTAATCGCAAATCAGAATGTT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCTGGTAACACCCGAAGTC 
CGTGAGGTAACCGTAAGGAACCAGCGGCCGAAGGTGGGATTAGTGATTGGGNNNAAGTCGTAACAAGGTA 
GCCGTAGGAGAACCTGCGNNNNNNTCACCTCC 


>gi|219846586|ref|NR_026178.1| Streptomyces galbus strain DSM 40089 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCAC 
TTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCC 
TGGAAACGGGGTCTAATACCGGATATCACTCTTGCAGGCATCTGTGAGGGTCGAAAGCTCCGGCGGTGAA 
GGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCA 
CGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGG 
GGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAA 
GTTCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGC 
GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTG 
GAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCATGCCTTCGGGGTGATGGGGACT 
CACAGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCT 
TGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGAT 
CAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAAC 
ACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACTAGCGATTGGGACGAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846585|ref|NR_026177.1| Streptomyces bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCC 
TTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCC 
TGGAAACGGGGTCTAATACCGGATACGACCCGGGAAGGCATCTTCTCGGGTGGAAAGCTCCGGCGGTGAA 
GGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCA 
CGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATCCGATACGGGCAGGCTAGAGTGTGGTAGG 
GGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAA 
GTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGC 
GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATCA 
GAGATGGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCATTGCTTCGGGGTGATGGGGACT 
CACAGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCT 
TGGGCTGCACACGTGCTACAATGGCCGGTACAAAGAGCTGCGATGCCGCGAGGCGGAGCGAATCTCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGAT 
CAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846584|ref|NR_026176.1| Actinotalea fermentans strain DSM 3133 16S ribosomal RNA, partial sequence 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATNCAAGTCGAACGGTGATGGAGGAGCTTGC 
TCCTCCTGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAACCCCGA 
GAAATCGGAGCTAATACCGGATATGAGACGCACGGGCATCTGTAGCGTCTGGAAAGATTTATCGGTCAGG 
GATGGGCTCGCGGCCTATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGYGTGGGGGATGAAGGCCTTCGGGTTGTAAACCCC 
TTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGC 
GTCTGCTGTGAAAACCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGT 
CTCTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAG 
TGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGAAAACTCGTGG 
AGACACGGGGTCCGCAAGGGCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCGGGTAATGCCGGGGACTCATAGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCTCAAAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAG 
CCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAG 
GTAGCCGTACCGGAAG 


>gi|219846583|ref|NR_026175.1| Desulfuromusa bakii strain DSM 7345 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGTATGCCTAACACATGCAAGTCGAACGCGAACGGAAT 
CTTCGGATTCCAAGTAGAGTGGCGCACGGGTGAGTAACACGTGGATAATCTGCCCTAAGGTCTGGGATAA 
CACTTCGAAAGGGGTGCTAATACCGGATAAGCTCACGCCCTCCTCGGAGGAAGTGAGAAAAGATTTATTG 
CCTTAGGATGAGTCCGCGGTCCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTGCGATGGATAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAATACCGCGTGAAGGATGAAGGCCCTTGGGTCGTA 
AACTTCTGTCAGAGGGGAAGAAATACTCGCAAGAGTGCTGACGGTACCCTCAAAGGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCATG 
TAGGCGGGCTATTAAGTCTGGTGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGATACTGGTAGTC 
TTGAGTATGGGAGAGGAAAGTGGAATTCCGAGTGTAGGAGTGAAATCCGTAGATATTCGGAGGAACACCA 
GTGGCGAAGGCGGCTTTCTGGACCAATACTGACGCTGAGATGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTTGCGGGTAACCACTCCTGCAGTGCCGCA 
GCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTAGGCTTGACATCCC 
GATCGCACTTTATAGAAATATAGAGGTCAGCTTGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTTA 
GTTGGGCACTCTAGGGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATGCCTAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCAATACCGCAAGGTGGAGCG 
AATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGTTGGAATCGCTAGT 
AATCGCGTATCAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGA 
GTCTATTGTACCGGAAACCGGTGGGCTAACCTTCGGGAAGCAGCCGTTTATGGTATGATCGGTAACTGGG 
GTG 


>gi|219846582|ref|NR_026174.1| Streptomyces mashuensis strain DSM 40221 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTC 
CTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGC 
CCTGGAAACGGGGTCTAATACCGGATACGACACGCGACCGCATGGTCCGCGTGTGGAAAGCTCCGGCGGT 
GCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTG 
TCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGT 
AGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCAT 
TAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
AGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACAC 
TCAGAGATGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCAATCGCTTCGGGGTGATGGGG 
ACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATG 
TCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCA 
AAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCA 
GATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGT 
AACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAA 
GTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846581|ref|NR_026173.1| Mycobacterium chlorophenolicum ATCC 43826 16S ribosomal RNA, partial 
sequence 
CTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAACGGGTG 
AGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGA 
CCACGGTCTGCATGGATTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTT 
GGTGAGGTTACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCA 
GCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGAC 
GGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTG 
TCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAAC 
TGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTG 
GAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAG 
CGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGT 
GGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACG 
CGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGT 
GCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAA 
GGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACT 
CGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGAGG 
GAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|219846580|ref|NR_026172.1| Thermocrispum municipale strain DSM 44069 16S ribosomal RNA, partial 
sequence 
TTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTGGTCT 
TTGACTGGGTGGAGGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGTCCCGTACTGTGGGATAAGC 
CCTGGAAACGGGGTCTAATACCGCATAGGACACTTCATCGCATGGTGGGGTGTGGAAAGGTTTTTCCGGT 
ATGGGGTGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTANCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCGACCCCGACGAAGCGAGAGTGACGGTAGGGGTAGAAGAAGCACCGGCTGACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTG 
TCGCGTCTGCCGTGAAAACCGGGGGCTTAACCCTCGGCCTGCGGTGGATACGGGCAGACTTGAGTTCGGT 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGTGACATTCCACGTTGTCCGTGCCGTAGCTAACGCAT 
TAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGACCGCT 
CCAGAGATGGGGCTTCCCTTGTGGCTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTACGTTGCCAGCACGTAATGGTGGGGACTCGT 
GGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCTGG 
GCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGC 
CAGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCA 


>gi|219846579|ref|NR_026171.1| Thermocrispum agreste strain DSM 44070 16S ribosomal RNA, complete 
sequence 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTGGTCTT 
TTGNCTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTCATCTCTGGGATAACT 
CCGGGAAACCGGGGCTAATACCGGATAGGACTTCTCACCGCATGGTGGGGGGTGGAAAGGGTTTTTCCGG 
ATGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGATGACGGGTATCC 
GGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATCTTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCGGCCCTGACGAAGCGAGAGTGACGGTAGGGGCAGAAGAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTT 
GTCGCGTCTGCCGTGAAAACCGGGGGCTTAACTCTCGGCTTGCGGTGGATACGGGCAGACTAGAGTGCGG 
TAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG 
CGGGTCTCTGGGCCNCTACTGACNCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGTGGCGTTTTTGTTGTCCGTGCCGTAGCTAACTCAT 
TAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGACCGCT 
CCAGAGATGGGGCTTCCCTTTGTGGCTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCATGTTGCCAGCACGTGATGGTGGGGACTCA 
TGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCTG 
GGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAG 
CCAGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACAC 
CCGAAGCCGGTGGNCTAACCCCTTTGTGGGGAGGGAGCCGTCGAAGGTGGTGCTGGNGATTGGCACGAAG 
TCGTAACAAGGTAGCCGTNCCGGAAGGTGTGGCTGGATCACCTCCTTT 


>gi|219846578|ref|NR_026170.1| Coriobacterium glomerans strain DSM 20642 16S ribosomal RNA, partial 
sequence 
AGGATGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGANCGGCACCCGCCCTCGGGCGGAAGCGAGTG 
TCGAACGGCTGAGTAACACGTGACCAACCTGCCCTGCGCTCCGGAATAGCCGCGGGAAACCGCGGGTAAT 
ACCGGATGCGCCGGACCGCCGCATGGCGGCCCGGCGAAAGCTCCGGCGGCGCGGGATGGGGTCGCGGCCC 
ATCAGGTAGACGGCGGGGCGAGGGCCCACCGTGCCGACGACGGGTAGCCGGGTTGAGAGACCGAACGGCC 
AGATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGGA 
ACCCTGACGCAGCGACGCCGCGTGCGGGAGGAAGGCCTTCGGGTCGCAGACCGCTTTCAGCAGGGAAGAG 
ATCAGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCA 
AGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCAGGCAGGCCGGGCGTCAAATCCGGGG 
GCTCAACCCCCGCTCGCGCCCGGAACCGCCCGGCTCGGGTCCGGTATGGGAGGGTGGAATTCCCGGTGTA 
GCGGTGGAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCCTCTGGTCCGGTACCGACGCT 
GAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCTAGCCGTAAACGATGGACGCT 
AGGTGTGGGGGGACGATCCCCCCGTGCCGCAGCCAACGCATTAAGCGTCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGAAGCGA 
CGCGAAGAACCTTACCAGGGCTTGACATGCAGCTGAAGCCGGGGAGACCCGGTGGCCGGAAGGAGGCTGC 
GCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CCCGCCGCATGTTGCCATCAGGTAATGCTGGGAACCCATGCGGGACCGCCGGCGTCAAGCCGGAGGAAGG 
CGGGGACGACGTCAAGTCATCATGCCCCTTATGCCCTGGGCTGCACACGTGCTACAATGGCCGGTACAGC 
GGGATGCGATGGCGCGAGCCGGAGCGGATCCCTAAAGCCGGCCCCAGTTCGGATCGGGGNCTGCAACCCG 
CCCCCGTGAAGTCGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATGCGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCACCCGAGTCGTCTGCACCCGAAGCCGCGGGCCCGACCAGCGATGGNGGGAC 
GCGTCGAAGGTCTTGAGGGCGAGGGGGGTGAAGTC 


>gi|219846577|ref|NR_026169.1| Actinomyces radingae strain ATCC 51856 16S ribosomal RNA, partial sequence 
CGGCGTGCTTAACACATGCAAGTCGAACGGGATCTGCGTGGCCNNTGTGGTTGTGTGGTGAGANTGNCGA 


ACGGNTGAGTAACACGTGAGTAACCTGCCTTTTTCTTTGGGATAACGCTCAGAAATGGGTGCTAATACTG 
GATGTTCTGCGCAGTTCGCATGGGGGATGTGGGAAAGGGGCCTTTGTGGTTTCTGGAGGGAGATGGGCTC 
GCGGCTTATCAGCTTGTTGGTGGGGTGATGGCTTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTG 
GGCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAAT 
GGGGGGAACCTTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCTCG 
TGTGCAAGCCGCTATTTGGGTAGTGGTGAGTGTAGCGGGTAAAGAAGCGCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTTGTAGGCGGTTTGT 
CGCGCCTGTCGTGTAATCCTCTGGCTTAACTGGGGGTGTGCGGTGGGTACGGGCAGGCTTGAGTGCGGTA 
GGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCG 
GGTCTCTGGNCCGTTACTGACGCTGAGGAGCGAAAGCGTTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCATGCTGTAAACGTTGGGCACTAGGTGTGGGGNCCGCCCTTGGTTTCTGCGCCGTAGCTAACGCTTT 
AAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGNCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCGCCCTGAGCGCC 
AGAGATAGGTGTGCATTTGGTTGGGGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCGCGTTATGGTGGGGACTCGTG 
GGGGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGG 
CTTCACGCATGCTACAATGGCAGGTACAGAGGGTTGCGATGCTGTGAGGTGGAGCGAATCCTTTAAAGCT 
TGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCTCGTGAAGGTGGAGTCGCTAGTAATCGCAGATCAGC 
NACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCC 
GAAGCTTGTGGCTTAACCTTTTTGGGGGG 


>gi|219846576|ref|NR_026168.1| Cetobacterium ceti strain NCFB 3026 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCGACTTGAAGCAAC 
TTCGGTTGTGGAAAGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTTCAGTCTGGGACAACCAT 
TGGAAACGATGGCTAATACCGGATATTATGGAACTCTCGCATGGGAGGATCATGAAAGCTATATGCGCTG 
AAGGAGAGCTTTGCGTTCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGGATAGCCGG 
CCTGAGAGGGTGATCGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGGTTTTCGGATCGTAAA 
GTGCTTTCAGTTGGGAAGAAGAAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGCCAGCAG 
CCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGGTTCAT 
AAGTCTGATGTTAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTGAACCTAGAGTATCAGAGA 
GGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGAGAAGTCAGC 
TCACTGGATGAATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGATCACTAGGTGTTGGGGGTCGAACCTCAGCGCCCAACTAACGCGATAAGTGATC 
CGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCGTTTGACATCCTAAGAACTTCCTAGAGATAGG 
AGGGTGCCGGCTTGCCGGAACTTAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTATGTTGCTACCATTAAGTTGAGCACTCATGCGATA 
CTGCCTGCGACGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACGCTGGGCTACA 
CACGTGCTACAATGGGCAATACAACGAGTCGCCAACCCGCGAGGGTGAGCTAATCTCTTAAAGTTGTTCG 
TAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCAATGT 
TGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTAAAGT 
AGCAGGCCTAACCGTAAGGAGGGATGCTCCTAAGGTGTGATTAGCGATTGGGGTGAAGTCGTAACAAGGT 
ATCCCTACGGGAACGTGCGGCTGGATCACCTCC 


>gi|219846575|ref|NR_026167.1| Clostridium celatum strain DSM 1785 16S ribosomal RNA, partial sequence 
AGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTCATAGAGGGGAATAGCCTCCCGAAAGGGAGAT 
TAATACCGCATAAGATTGTAGCTTCGCATGATAGCAATTAAAGGAGTCAATCCGCTATGAGATGGGCCCC 
GCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTG 
ATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
NNGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTCTTCAG 
GGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGACTTTTAAGTGAGATGTGAAATA 
CCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGGAATTCCT 
AGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACT 
GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACACTGGATTAGATACCCTGGTAGTCCACGTAAACGATGA 
ATACTATGAGCACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCC 
TGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCGTAACTGGGGAA 
GTCGCTTCGGCGACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCGAGACTGCCCG 
GGT TAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGC 
TACAATGGCAAGTACAAAGAGAAGCAAGACCGCGAGGTGGAGCAAAACTCAAAAACTTGTCTCAGTTCGG 
ATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCNCGAATCAGCATGTCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTGCGTG 


>gi|219846574|ref|NR_026166.1| Brevibacterium linens strain DSM 20425 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAACCAGGAGCTTGCTCTGTGGATGAG 
TGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGATTTCGGGATAAGCCCGGGAAACTGGGTCTA 
ATACCGGATACGACCAATCCTCGCATGAGGGTTGGTGGAAAGTTTTTCGATCGGGGATGGGCTCGCGGCC 
TATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGCCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGA 
AACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGA 


AGCCGTAAGTGACGGTACCTCCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGNTGCTCACGTCTGCTGTGGAAA 
CGCGACGCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTGCAGTAGGGGAGTCTGGAATTCC 
TGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGNCGAAGGCGGGACTCTGGGCTGTAAC 
TGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTT 
GGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGG 
AGTACGGTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGGACCGTTCTGGAAACAGTTCTCTCT 
TTGGAGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCTGGTACAGAGAGAGGCGAACCCGTGAGGGTGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCG 
TAGTCTGCAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGTCCCAAC 
CCCCTTTGTGGGAGGGGGCGTCTAGGTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACC 
GGA 


>gi|219846573|ref|NR_026165.1| Agromyces ramosus strain DSM 43045 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCTGGCAGCTTGCTGCTGGGGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAACCCCGAGAAATCGGAGCT 
AATACCGGATAGGACCTGGAACCGCATGGTTTTGGGTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGGGCTTCGGCTTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCTGCTGTG 
AAATCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTGGAGTGCGGTAGGGGAGAATGGAA 
TTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGTTCTCTGGGCCG 
TAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGTTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATAACCGAGAACGCCGCAGAAATGTGGAA 
CTCTTTGGACACTCGGTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGTCGTATGTTGCCAGCACGTCATGGTGGGAACTCATATGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGC 
TACAATGGCCGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCG 
GATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGC 
CTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGT 
ACCGGAAGGTGC 


>gi|219846572|ref|NR_026164.1| Microbacterium barkeri strain DSM 20145 16S ribosomal RNA, partial 
sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAACAGCCGGAAACGGTTGCTAA 
TACCGGATATGCATCATGGCCGCATGGTCTGTGGTGGGAAAGATTTTTCGGTTGGGGATGGGCTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
GAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAG 
AAGCGTAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAA 
CCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTTAC 
TGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTT 
GGGAACTAGTTGTGGGGGCCTTTCCACGGTCTCCGTGACGCAGCTAACGCATTAACTTCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAAACAGTCGCCCCT 
TTTTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATGGGATACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTG 
AGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAAC 
CCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTA 


>gi|219846571|ref|NR_026163.1| Microbacterium testaceum strain DSM 20166 16S ribosomal RNA, partial 
sequence 

GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCAAGCTTGCTTGGTGGATCAGT 
GGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTGGACTCTGGGATAAGCGCTGGAAACGGCGTCTAA 
TACTGGATATGTGACGTGATCGCATGGTCGTGTTTGGAAAGATTTTTCGGTCTGGGATGGGCTCGCGGCC 
TATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGG 
AAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGA 


AGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATC 
CCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACT 
GACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTG 
GGAACTAGTTGTGGGGACCATTCCACGGTTTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTT 
TGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTG 
AGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCCAAC 
CCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCG 


>gi|219846570|ref|NR_026162.1| Microbacterium liquefaciens strain DSM 20638 16S ribosomal RNA, partial 
sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACACGGAGCTTGCTCTGTGGGATCA 
GTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCT 
AATACTGGATATGTGACGTGACCGCATGGTCTGCGTCTGGAAAGAATTTCGGTTGGGGATGGGCTCGCGG 
CCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAA 
GAAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAA 
TCCGGAGGCTCAACCTCCGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTC 
CTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGTCGAAGACAGATCTCTGGGCCGTAA 
CTGACGCTGAGGAGCGAAAGGGTGGGGAGCACACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGT 
TGGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATT 
AATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTC 
TTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTAC 
AATGGCCGGTACAAAGGGCTGCAATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGAT 
TGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTA 
ACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACC 
GGAA 


>gi|219846569|ref|NR_026161.1| Microbacterium imperiale strain DSM 20530 16S ribosomal RNA, partial 
sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCAGAGCTTGCTCTGTGGATCAGT 
GGCGAACGGGTGAGTAACACGTGAGCAATCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAA 
TACCGGATACGAGCTGCGATCGCATGGTCAGTAGCTGGAAAGAATTTCGGTCAGGGATGAGCTCGCGGCC 
TATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGG 
AAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGA 
AGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGCTGTGAAAAC 
CCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACT 
GACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTG 
GGGACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATAGAGGAAACGGCTGGAAACAGTCGCCCCGC 
AAGGTCTCTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATG 
GCCGGTACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAG 
GTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCCAACCC 
TTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAA 


>gi|219846568|ref|NR_026160.1| Microbacterium lacticum strain DSM 20427 16S ribosomal RNA, partial 
sequence 

GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGGCGGAGCTTGCTCTGCTGGATCA 
GTGGCGAACGGGTGAGTAACACGTGAGCAATCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCT 
AATACTGGATACGAGCTGCGAAGGCATCTTCAGCAGCTGGAAAGAACTTCGGTCAGGGATGAGCTCGCGG 
CCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAA 


GAAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGCGCAAGCGTTATCCGGAATTATNGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAA 
CCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGAGGAGATTGGAATTC 
CTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGACAGATCTCTGGGCCGTAA 
CTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGT 
TGGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATT 
AATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTC 
TTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGAATACTGCCGGGGT 
CAACTCGGAGGAAGGTGAGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTAC 
AATGGCCGGTACAATGGGCTGCAATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGAT 
TGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCCA 
ACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACC 
GGAA 


>gi|219846567|ref|NR_026159.1| Rathayibacter rathayi strain DSM 7485 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTAGCTTGCTGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAA 
TACCGGATATGACCTGCCCCGGCATCGGGTGTGGGTGGAAAGTTTTTCGGTCAAGGATGGACTCGCGGCC 
TATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGA 
AAGCCTGATGCAGCAACCCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGA 
AGGGCTTCGGCTTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGA 
AAACCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGAATGGAAT 
TCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGTTCTCTGGGCCGT 
TACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GTTGGGAACTAGATGTGGGGACCTTTCCACGGTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACTTCCAGAAATGGTTGCC 
CCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATAGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTAC 
AATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGAT 
TGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTA 
ACCGTAAGGAGGGAGCTGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCG 
GAAG 


>gi|219846566|ref|NR_026158.1| Rathayibacter tritici strain DSM 7486 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAA 
TACCGGATACGACCTGCCCCGGCATCGGGTGCGGGTGGAAAGTTTTTCGGTCAAGGATGGACTCGCGGCC 
TATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGA 
AAGCCTGATGCAGCAACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGA 
AGGGCTTCGGCTTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGA 
AAACCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGAATGGAAT 
TCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGTTCTCTGGGCCGT 
TACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GTTGGGAACTAGATGTGGGGACCTTTCCACGGTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGTCCAGAAATGGTCGCC 
CCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATAGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTAC 
AATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGAT 
TGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTA 
ACCGCAAGGAGGGAGCTGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCG 
G 


>gi|219846565|ref|NR_026157.1| Curtobacterium luteum strain DSM 20542 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCGTTGGAAACGACGTCTAA 
TACTGGATATGACTACTGGTCGCATGGTCTGGTGGTGGAAAGATTTTTTGGTTGGGGATGGACTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
AAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 


GGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAT 
CCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGANNACCGATGGCGAAGGCAGATCTCTGGGCCGTAAC 
TGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTT 
GGGCGCTAGATGTAGGGACCTTTCCACGGTTTCTGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGGCCAGAGATGGTCGCCCCC 
TTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
AGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAAC 
CCTTGTGGAAGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGG 
AA 


>gi|219846564|ref|NR_026156.1| Curtobacterium citreum strain DSM 20528 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCCAGCTTGCTGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCGTTGGAAACGACGTCTAA 
TACTGGATATGACTGCCGGCCGCATGGTCTGGTGGTGGAAAGATTTTTTGGTTGGGGATGGACTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
AAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGCGTAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAT 
CCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAAC 
TGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTT 
GGGCGCTAGATGTAGGGACCTTTCCACGGTTTCTGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGGCCAGAGATGGTTGCCCCC 
TTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
AGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAAC 
CCTTGTGGAAGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGG 
AA 


>gi|219846563|ref|NR_026155.1| Mycoplasma genitalium strain ATCC 33530 
sequence 
AGAGTTTGATCCTGGCTCAGGATTAACGCTGGCGGCATGCCTAATACATGCAAGTCGATCGGAAGTAGCA 
ATACTTTAGAGGCGAACGGGTGAGTAACACGTATCCAATCTACCTTATAATGGGGGATAACTAGTTGAAA 
AACTAGCTAATACCGCATAAGAACTTTAGTTCGCATGAATTAAAGTTGAAAGGACCTGCAAGGGTTCGTT 
ATTTGATGAGGGTGCGCCATATCAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAATGACGTGTAGCTA 
TGCTGAGAAGTAGAATAGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGG 
AATTTTTCACAATGAGCGAAAGCTTGATGGAGCAATGCCGCGTGAACGATGAAGGTCTTTTTGATTGTAA 
AGTTCTTTTATTTGGGAAGAATGACTCTAGCAGGCAATGGCTGGAGTTTGACTGTACCACTTTGAATAAG 
TGACGACTAACTATGTGCCAGCAGTCGCGGTAATACATAGGTCGCAAGCGTTATCCGGATTTATTGGGCG 
TAAAGCAAGCGCAGGCGGATTGAAAAGTCTGGTGTTAAAGGCAGCTGCTTAACAGTTGTATGCATTGGAA 
ACTATCAGTCTAGAGTGTGGTAGGGAGTTTTGGAATTTCATGTGGAGCGGTGAAATGCGTAGATATATGA 
AGGAACACCAGTGGCGAAGGCGAAAACTTAGGCCATTACTGACGCTTAGGCTTGAAAGTGTGGGGAGCAA 
ATAGGATTAGATACCCTAGTAGTCCACACCGTAAACGATAGATACTAGCTGTCGGAGCGATCCCTTCGGT 
AGTGAAGTTAACACATTAAGTATCTCGCCTGGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGA 
CGGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTCGACGGTACACGAAAAACCTTACCTAGACTTG 
ACATCCTTGGCAAAGTTATGGAAACATAATGGAGGTTAACCGAGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTACATTGTTTAA 
CGAGACTGCTAATGTAAATTGGAGGAAGGAAGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGC 
TGCAAACGTGCTACAATGGCCAATACAAACAGTAGCCAACTTGTAAAAGTGAGCAAATCTGAAAAGTTGG 
TCTCAGTTCGGATTGAGGGCTGCAATTCGTCCTCATGAAGCTGGAATCACTAGTAATCGCGAATCAGCTA 
TGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACTATGAAAGCTGGTAATATTTAA 
AAACGTGTTGCTAACCTTTATTGGAAGCGCATGTCAAGGATAGCACCGGTGATTGGAGTTAAGTCGTAAC 
AAGGTACCCCTACGAGAACG 


>gi|219846562|ref|NR_026154.1| Pelobacter acidigallici strain DSM 2377 
sequence 

GAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGCGAAAGCTTC 
CTTCGGGAAGCGAGTAGAGTGGCGCACGGGTGAGTAACACGTGGATAACCTACCCTATGATCTGGGATAA 
CATTTCGAAAGGGATGCTAATACCGGATAAGCCCACGGGATCTTCGGATTTTGCGGGAAAAGATTTATCG 
TCATAGGATGGGTCCGCGTTCCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTGCGATGGATAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 


16S ribosomal RNA, partial 


16S ribosomal RNA, partial 


16S ribosomal RNA, partial 


GGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGCCTTTGGGTCGTA 
AACTTCTGTCAGAGGGGAAGAAATACTCGCAAGAGAGCTGACGGTACCCTCAAAGGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCATG 
TAGGCGGACTGTTAAGTCTGGTGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGATACTGGCAGTC 
TTGAGTATGGGAGAGGAAAGTGGAATTCCGAGTGTAGGAGTGAAATCCGTAGATATTCGGAGGAACACCA 
GTGGCGAAGGCGGCTTTCTGGACCAATACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGCGGGTAACCACTCCTGCAGTGCCGTA 
GCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTGACATCCC 
AATCGTACATTATGGAAACATAGTGGTCAGTTCGGCTGGATTGGTGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTAA 
GTTGGGCACTCTAGGAAGACTCCCGTTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGCC 
CCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGAGCAGCGAAGCCGCGAGGTGGAGCT 
AATCTCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGA 
GTCGATTGTACCGGAAACCGGTGGGCTAACCTTCGGGGAGCAGCCGTTTATGGTATGATCGGTAACTGGG 
GTGAAGTCGTAACAAGGTAACCGT 


>gi|219846561|ref|NR_026153.1| Thauera aromatica strain DSM 6984 16S ribosomal RNA, partial sequence 


ATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGT 
GGCGAACGGGTGAGTAATGCATCGGAACGTGCCCATGTCGTGGGGGATAACGTATCGAAAGGTACGCTAA 
TACCGCATACGTCCTGAGGGAGAAAGCGGGGGATCTTCGGACCTCGCGCGATTGGAGCGGCCGATGTCGG 
ATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCA 
ACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAA 
ATCGTGGTCTCTAACATAGGCCATGGATGACGGTACCGGACTAAGAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCTCAGGCGGTTTT 
GTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTGTGACTGCAAGGCTAGAGTACGGC 
AGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACCGATGGCGAAGGC 
AGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGCAGCTAACGCGTG 
AAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCG 
GTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAACCTTGC 
TGAGAGGCGAGGGTGCCTTCGGGAGCCTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCACTAGTTGCCATCATTTGGTTGGGCACTCTAG 
TGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCATGTCCTATGGCCCTTATGGGTAGGGC 
TTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAAAAAGCCG 
ATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCA 
TGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGA 
AGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAA 
GGTAGCCGTATCGGAAGGTGCGGCTGGATC 


>gi|219846560|ref|NR_026152.1| Saccharopolyspora gregorii strain NCIB 12823 16S ribosomal RNA, partial 


sequence 
CGAACGCTGAAGCCCTTCGGGGTGGAGGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCA 
CTCTGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATAGGACACGTGGCCGCATGGTCTGGGTGTGGA 
AAGTTCCGGCGGTGCAGGTTGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGA 
CGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGGGGGATGACGGCC 
TTCGGGTTGTAAACCTCTTTCGACATCGACGAAGCCTTCGGGTGACGGTAGGTGTAGAAGAAGCACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAG 
CTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACCTGCCGCTTAACGGTGGGCGTGCGGTCGATACGGGC 
AGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAC 
ACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGGACTGTTTCCACGGTTCCTGT 
GCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGA 
CATGCACAGGATCGCCCCTGAGAGGGGGNGTCCCTAGTGGCCTRTGTGCAGGTGGTGCATGGCTGACGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTNGTCCTGTGTTGCCAGCACGT 
GATGGTGGGGACTCGCAGGAGACTGCCGGGGTNAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCAT 
GCCCCTNATGCCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGTGGNGATACCGTGAGGTGGA 
GCGAATCCTGAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTA 
GTAATCGCAGATCAGCAGTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACNGNNCGTCACGTCATG 
AAAGTCGGTAACACCCGAAGCCCATGGCCCAACCGGTNCGCCCGGGGGGAGTNGTCGAAGGTGGGACTGG 
CG 


>gi|219846559|ref|NR_026151.1| Clostridium colinum strain DSM 6011 16S 
CGGCGTGCCTAACACATGCAAGTCGAGCGGAGTTTTATGGGAGCTTGCTTTTATAAAACTTAGCGGCGGA 
CGGGTGAGTAACGCGTGGGTAACCTGCCCTATACACAGGGATAACATTGAGAAATTGATGCTAATACCTG 
ATAAGCCAACAGTAGGCATCTACAAGTTGGAAAAACTGAGGTGGTATAGGAGGGGCCCGCGTCTGATTAG 
CTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATT 
GGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCT 
GATGCAGCAACGCCGCGTGAAGGAAGAAGTATTTCGGTATGTAAACTTCTATCGACAGGGAAGAAATAAA 


ribosomal RNA, partial sequence 


TGACGGTACCTGAATAAGAAGCACCGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGC 
GTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGTTATGCAAGTCATATGTGAAATTCTGGGGCT 
CAACCTCAGGGCTGCATAAGAAACTGTGTAACTAGAGTACAGGAGAGGTAAGCGGAATTCCTAGTGTAGC 
GGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTTACTGGACTGAAACTGACGCTGA 
GTCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAG 
GTGTTGGGAAGAGATTCTCGGTGCCGCAGCAAACGCAATAAGCACTCCACCTGGGGAGTACGACCGCAAG 
GTTGAAACTCAAAGGAATTGACGGGGACCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
AAGAACCTTACCTAAACTTGACATCCCGATGACAATCTGTGTAATGCAGACTTTCTTCGGAACATCGGTG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CCTATTCTTAGTAGCCAGCAWTTCGGATGGGCACTCTAGGGAGACTGCCGTGGATAACACGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGTTTAGGGCTACACACGTGCTACAATGGCTGTAACAAAG 
TGAAGCAAGATAGTGATATGGAGCAAAGCACAAAAAAGCAGTCCCAGTTCGGATTGTAGTCTGCAACTCG 
ACTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGT 
ACACACCGCCCGTCACACCATGGGAGTTGGAAGCGCCCGAAGCCTGTGACCTAACCGCAAGGAGGAGCAG 
TCGAAGGTGAAGCCAGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGCTGATCACC 
TCC 


>gi|219846558|ref|NR_026150.1| Clostridium neopropionicum strain DSM 3847 16S ribosomal RNA, complete 
sequence 
GAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCAGGAGTATGAA 
ATCTGAGAGCTTCGGCAGGATGATTTCATATTTTAGCGGCGGACGGGTGAGTAACGTGTGGGCAACCTGC 
CCTGTACTGTGGAATAATCACTGGAAACGGTGACTAATACCGCATGTCATCCGAAGAGGGCATCCTCTTT 
GGAGANNAGGATTTATTCGGTACAGGATGGGCCCGCATCTGATTAGCTAGTTGGTGAGATAACAGCTCAC 
CAAGGCAACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGA 
TGAAGGGTTTCGGCTCGTAAACTTCTATCAACAGGGACGAAAAAAATGACGTACCTGATAAAGAAGCCCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAA 
GGGAGAGTAGGCGGCATGGTAAGTTAGATGTGAAAGCCCGAGGCTTAACCTCGGGATTGCATTTAAAACT 
ATCAAGCTAGAGTACAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAG 
AACACCAGTGGCGAAGGCGACTTACTGGACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTAGGGGGGGAACCCTCGGTGCC 
GCAGTAACGCAATAAGCACTCCACCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGG 
GCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCC 
CTCTGACCGGTGTAGAGATACACCTTCTCTTCGGAGCAGGGGTGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCATGTTAGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCATCATTCAGTTGGGC 
ACTCTAGGGAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATG 
TCTTGGGCTACACACGTGCTACAATGGCTGGTAACAAAGTGACGCAAAACGGCGACGTCGAGCAAATCAC 
AAAAACCCAGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGC 
GAATCAGAAGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGAA 
GCACCCGAAGTCGGTGACCTAACCGTAAGAAGGAGCCGCCGAAGTGAAGCCAGTGACTGGGGTGAAGTCG 
TAACAAGGTAGCCGTATCGGAAGTGCCGGCCTGGATCACCT 


>gi|219846557|ref|NR_026149.1| Clostridium quinii strain DSM 6736 16S ribosomal RNA, partial sequence 
TTTATCCTGACTCAGACGAACGCTTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGGAGATTCCTTCG 
GGATGATCCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTCATAGAGAGGAATAGCCTCCCG 
AAAGGGAGATTAATACCTCATAACATTGCAGTTTGCATGGGACAGCAATTAAAGGAGCAATCCGCTATGA 
GATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCT 
GAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTC 
TGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGTGAG 
ATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAG 
TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTG 
GACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGAATACTAGGTGTAGGGGTTGTCGATGACCTCTGTGCCGCCGTAACGCATTAAGTATTCCG 
CCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCTTAATCGAGG 
AAGTCTTCAGACAGGGAAGACAGGTTGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGG 
GTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCT 
ACAATGGCAAGTACAAAGAGAAGCAAGACCGCGAGGTGGAGCAAAACTCAAAAACTTGTCTCAGTTCGGA 
TTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTGGTGGTCTA 
ACCTGAAGGAGGAAGCCACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGAG 
AACCTTG 


>gi|219846556|ref|NR_026148.1| Clostridium homopropionicum strain DSM 5847 16S ribosomal RNA, partial 
sequence 

CGTGCCTAACACATGCAAGTCGAGCGAGGGGAGTTCTTCGGAACAAACCTAGCGGCGGACGGGTGAGTAA 
CACGTGGGCAACCTGCCTCAAAGAGGGGAATAGCCTCCCGAAAGGGAGATTAATACCGCATAAAGTTATT 
TTTTCGCATGAAGAGATAACCAAAGGAGCAATCCGCTTTGAGATGGGCCCGCGGCGCATTAGCTAGTTGG 
TGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGA 
GACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGTAATGGGGGAAACCCTGACGCAGC 


AACGCCGCGTGAGCGATGAAGGTCTTCGGATTGTAAAGCTCTGTCTTTTGGGACGATAATGACGGTACCA 
AAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAT 
TTACTGGGCGTAAAGAGTATGTAGGCGGACATTTAAGTCAGATGTGAAATTCCCGGGCTTAACCTGGGAG 
CTGCATTTGATACTGGGTGTCTAGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCG 
TAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGATACGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCGGAGGG 
TACCACCTTCGGTGCCGCAGCAAACGCAATAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 
CAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCTAGACTTGACATCTCCTGAATTACTCGTAACAGAGGAAGCCTTCGGGGCAGGAAGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAG 
TTGCTACCATTAAGTTGACACTCTAGCAAGCTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAA 
ATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGTCGGTACAAAAAGATGCAAACCCGT 
GAGGGGGAGCTAAACTTAAAAACCGATCCCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGTTGG 
AGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCA 
CACCATGAGAGCCGGTAACACCCGAAGCCCGTGAGGTAACCGTAAGGAGCCAGCGGTCGAAGGTGGGATT 
GGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCC 


>gi|219846555|ref|NR_026147.1| Sarcina maxima strain DSM 316 16S ribosomal RNA, partial sequence 


GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAAATTTCTTCGGAAGTTTTTCTAGC 
GGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTATAGAGGGGAATAGCCTTCCGAAAGGAAGATTAA 
TACCGCATAACATTATTGAAAGGCATCTTTTAATAATCAAAGGAGCAATCCGCTATAAGATGGGCCCGCG 
GCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATC 
GGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
GGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAGCTCTGTCTTTAGGGA 
CGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTG 
GCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATACTTAAGTGGGATGTGAAATACC 
CGAGCTTAACTTGGGTGCTGCATTCCAAACTGGGTATCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAG 
TGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACTGA 
CGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAA 
TACTAGGTGTAGGGGCCCCAAGCCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGG 
TCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCTAGACTTGACATGTCCTGAATTACCAGTAATGTGGGAAGTTCCTTCGGGA 
ACAGGAACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTATTGTTAGTTGGTACCATTAAGTTGACCACTCTAGCGAGACTGCCCGGGTTAACCGGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAG 
TACAAAGAGAAGCAATACTGTGAGGTNGAGCAAAACTCAAAAACTTGTCTCAGTTCGGATTGTAGGCTGA 
AACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCNGGG 
TCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCGAAGTCCGTGAGCTAACCGCAAGGA 


>gi|219846554|ref|NR_026146.1| Sarcina ventriculi strain DSM 286 16S ribosomal RNA, partial sequence 


GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAAGTTCTTCGGAGCTTTTCTAGCGG 
CGGACGGGTGAGTAACACGTGGGCAACCTGCCTCATACACCCCAATAGCCTTCCGAAAGGAAGATTAATA 
CCGCATAACATTGTTGAAAGGCATCTTTTAACAATCAAAGGAGCAATCCGCTATGAGATGGGCCCGCGGC 
GCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGG 
CCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGG 
AAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAGCTCTGTCTTTAGGGACG 
ATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGATATTTAAGTGGGATGTGAAATACCCGA 
GCTTAACTTGGGAGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGT 
AGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACTGACGC 
TGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATAC 
TAGGTGTAGGGGCCCCAAGCCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCG 
CAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCA 
ACGCGAAGAACCTTACCTAGACTTGACATGTCCTGAATTACCAGTAATGTGGGAAGTTCCTTCGGGAACA 
GGAACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTATTGTTAGTTGGTACCATTAAGTTGACCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTAC 
AAAGAGAAGCAATACTGTGAAGTGGAGCAAAACTCAAAAACTTGTCTCAGTTCGGATTGTAGGCTGAAAC 
TCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCT 
TGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCGAAGTCCGTAAGCTAACCGTAAGGAGGCA 
GCGGCCGAAGGTNGGGTCAGCGATTGGGGTNAAGTCGTAACAAGGTAGCNGTAGGAGAACC 


>gi|219846553|ref|NR_026145.1| Bacillus pseudalcaliphilus DSM 8725 16S 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATGGAAGGGAGCTTGCTCCCTGAAGTTA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACTGGGATAACATCGAGAAATCGGTGCT 
AATACCGGATAATCGAAGAAACCGCATGGTTTCTTCATAAAAGATGGCTCCGGCTATCACTACAGGATGG 
GCCCGCGGTGCATTAGCTAGTTGGTGAGGTAGAGGCTCACCAAGGCAACGATGCATAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTG 
TTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGC 
GCAGGCGGTCTTTTAAGTCTGATGTGAAATATCGGGGCTCAACCCCGAGGGGTCATTGGAAACTGGGAGA 
CTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACC 


ribosomal RNA, partial sequence 


AGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCTTAGTGCCGA 
AGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
TTTGACCACTCTAGAGATAGAGCTTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTAA 
GTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCAAAACCGCGAGGTCGAGCC 
AATCCCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACC 


>gi|219846552|ref|NR_026144.1| Bacillus halmapalus strain DSM 8723 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTNACACAAGCTTGCTTTTGTAAGTTA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTTAAGACTGGGATAACTTCGGGAAACCGGAGCT 
AATACCGGATAATATAAAGAACCTCCTGGTTCTTTATTGAAAGATGGTTTCGGCTATCGCTTATGGATGG 
GCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGCCAACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCA 
CAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTTG 
TTAGGGAAGAACAAGTGCGAGAGTAACTGCTCGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAAC 
TTGAGTGCAGAAGAGGAAAGTGGAATTCCANGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCA 
GTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCA 
GCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCT 
CTGCCAACCCTAGAGATAGGGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAG 
TTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCAGCAAAACCGCGAGGTCGAGCCA 
ATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
TTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 


>gi|219846551|ref|NR_026143.1| Bacillus gibsonii strain DSM 8722 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGACGTGCCTAATACATGCAAGTCGAGCGGACGTTTTTGAAGCTTGCTCCANAAACGT 
TAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTTATCGACTGGGATAACTCCGGGAAACCGGGG 
CTAATACCGGATAACATCTAGCACCTCCTGGTGCCGGATTAAAAGAGGGCTTCTTGCTCTCACGATGAGA 
TGGGCCCGCGGCGCATTAGCTAGTTGGAGAGGTAACGGCTCCCCAAGNCGACGATGCGTAGCCGACCTGA 
GAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTT 
CCGCAATGGACGAAAGTCTGACGGAGCAACCCCGCGTGAGTGATGAAGGGTTTCGGCTCGTAAAGCTCTG 
TTATGAGGGAAGAACACGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTCATCAGAAAGCCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCG 
CGCGCAGGCGGCCTTTTAAGTCTGATGTGAAATCTTGCGGCTCAACCGCAAGCGGCCATTGGAAACTGGG 
AGGCTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAAC 
ACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCGTAGTGC 
CGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACA 
TCCTTTGACCACTCTGGAGACAGAGCTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTT 
AGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGTTGCGAAGCCGCGAGGTGAAGC 
CAATCCCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTGCATGAAGCTGGAATTGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 
AGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 


>gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens strain DSM 8721 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCAGGAAGCCGGCGGATCCCTTCGGGGTGA 
ANCCGGTGGAATGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTTGTAGACTGGGATAACTCC 
GGGAAACCGGGGCTAATACCGGATGATCATTTGGATCGCATGATCCGAATGTAAAAGTGGGGATTTATCC 
TCACACTGCAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGC 
GTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTAGGGAATCATCCGCAATGGGCGAAAGCCTGACGGTGCAACGCCGCGTGAACGATGAAGGTTTTCGGA 
TCGTAAAGTTCTGTTATGAGGGAAGAACAAGTGCCGTTCGAATAGGTCGGCACCTTGACGGTACCTCACG 
AGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTC 
ATTGGAAACTGGGGGACTTGAGTGTAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGA 
TATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGCCTACAACTGACGCTGAGGCGCGAAAGCGTGG 


GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCG 
ATACCCTTAGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATCCTCTGACACCTCTGGAGACAGAGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCT 
TAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAG 
ACCGCGAGGTTAAGCGAATCCCATAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGA 
AGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGC 
CCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGCGGTAACCTTTTGGAGCCAGCCGNCGAAGGT 
GGGACAGATGATTGGGGTGAAGTCGTAACAAGGTATCCCTACCGGAAGGTG 


>gi|219846549|ref|NR_026141.1| Bacillus clarkii strain DSM 8720 16S ribosomal RNA, complete sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCAGGAAACAGGCTGATCCCTTCGGGGTGA 
TGCCTGTGGAATGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTACAGACTGGGATAACTCC 
GGGAAACCGGGGCTAATACCGGATGANCAGAAGAACCGCATGGTTCTTCTGTAAAAGTTGGGACTTGTTC 
CTAACACTGTAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATG 
CGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTAGGGAATCATCCGCAATGGGCGAAAGCCTGACGGTGCAACGCCGCGTGAACGATGAAGGTCTTCGG 
ATTGTAAAGTTCTGTTGTCAGGGAAGAACACGTGCCGTTCGAACAGGGCGGCACCTTGACGGTACCTGAC 
CAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGT 
CATTGGAAACTGGGGGACTTGAGTGTAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAG 
ATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGCCTATAACTGACGCTGAGGCGCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTC 
GATACCCTTAGTGCCGCAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCAGGTCTTGACATCCTCTGACAACTCTGGAGACAGAGCGTTCCCCTTCGGGGGACAGAGTGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATC 
TTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGACCTGGGCTTCACACGTGCTACAATGGGTGGTACAAAGGGCAGCAA 
AGCCGCGAGGCCGAGCGAATCCCATAAAGCCACTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATG 
AAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCACGAGAGCTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGG 
TGGGACAGGTGATTGGGGTGAAGTCGTAACAAGGTATCCCTACCGGAAGGTG 


>gi|219846548|ref|NR_026140.1| Bacillus clausii strain DSM 8716 16S ribosomal RNA, partial sequence 
GACGNNCGCTGGCGGCGTGCCTAATACATACAAGTCGAGCGGANAGACAAGGAGCTTGCTCCTTTGACNT 
TAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCCTTAGACTGGGATAACTCCGGGAAACCGGAG 
CTAATACCGGATAATCCCTTTCTCCACCTGGAGAGAGGGTGAAAGATGGCTTCGGCTATCACTAAGGGAT 
GGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGAAAGTCTGACGGAGCAACCCCGCGTGAGTGAGGAAGGCCTTCGGGTCGTAAAGCTCTGT 
TGTGAGGGAAGAAGCGGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTCACCAGAAAGCCACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGCGGCTTCTTAAGTCTGATGTGAAATCTCGGGGCTCAACCCCGAGCGGCCATTGGAAACTGGGG 
AGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACA 
CCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCGTAGTGCC 
GAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CCTTTGACCACCCAAGAGATTGGGCTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCA 
GTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAAACCGCGAGGTGAAGCC 
AATCCCATAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCGAAGTCGGTGAGGCAACCTTTTGGAGCCAGCCGGCTAAGGTGGGACAAATGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 


>gi|219846547|ref|NR_026139.1| Bacillus pseudofirmus strain DSM 8715 16S ribosomal RNA, complete sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTGATGGGAGCTTGCTCCCTGATGTTA 
GCGGCGGACGGGTGAGTAACACGTGGCCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCT 
AATACCGGATAACCCGTTCCACCTCATGGTGGAGCGGTAAAAGATGGCCTCTGGCTATCACTTACAGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTT 
GTTAGGGAAGAACAAGTGCCGTTTGAATAAGGCGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCG 
CGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAG 
ACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACAC 
CAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCTTAGTGCCG 


AAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CTTTGACCACTCTAGAGATAGAGCTTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTC 
AGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCAAAACCGCGAGGTTGAGC 
GAATCCCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 
AGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 


>gi|219846546|ref|NR_026138.1| Bacillus cohnii strain DSM 6307 16S ribosomal RNA, complete sequence 
GNCGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTTCTTTAGAGCTTGCTCTAAAGAAGT 
TAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAG 
CTAATACCGGATAATATATAGTACCTCCTGGTACTATATTGAAAGATGGTTTCGGCTANCACTTACAGAT 
GGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGCCAACGATGCGTAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGT 
TGTTAGGGAAGAACAAGTGCGAGAGTAACTGCTCGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCG 
CGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAG 
ACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACAC 
CAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTG 
CAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CTCTGCCACCTCTAGAGATAGAGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTAGTTGCCAGCATTC 
AGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCAGCAAAACCGCGAGGTCGAGC 
CAATCCCATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 
AGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 


>gi|219846545|ref|NR_026137.1| Porphyromonas cansulci strain VPB 4875 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGATAGGCTTAACACATTCAAGTCGAGGGGCATCGGGTAAGTAGCTTGCTACTTATGC 
CGGCGACCGGCGCACGGGTGCGTAACGCGTATGCAACCTACCTGTCAGACTGGGATAACCCGGTGAAAGC 
CGGACTAATACTGGATACACTTATTCTTCTGCATGGGGGGATAAGGAAAGATTTATTACTGACAGATGGG 
CATGCGTTCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGGATAGGGGAACTGAGAGG 
TTTATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGNCAGCAGTGAGGAATCTTGGTC 
AATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGCAGACGGTCCTAAGGATTGTAAACCTCTTTTT 
CAGGGGAGTAAAATTAGATACGCGTATTTAATTGCAAGTACCCTGCGAATAAGCATCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTT 
GTTTTGTAAGTCAGTGGTGAAACCTGGGGGCTCAACCCCTAGCATGCCGTTGAAACTGCAGAGCTAGAGA 
TTAGAATAGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCATAGATATCATACAGAACCCCGATTGCG 
AAGGCAGCTTACCGGGCTATATCTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGATTACTCGGAGTATGCGATATGAGTGTATGCTTCTTAGCGAAAGCG 
TTAAGTAATCCACCTGGGGAGTACGTCGGCAACGATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGATTGAAATATAGATGACAGG 
CAGCGAGAGTTGTTATCCCTTCGGGGCATCTATGTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGA 
GGTGTCGGCTTAAGTGCCCTAACGAGCGCAACCCACATTATTAGTTACTAACAGGTTAAGCTGAGGACTC 
TAATAAGACTGCCGGCGTAAGCCGTGAGGAAGGTGTGGATGACGTCAAATCAGCACGGCCCTTACATCCG 
GGGCGACACACGTGTTACAATGGTAGGGACAAAGGGCAGCTACCGGGCGACCGGATGCGAATCTCCAAAC 
CCTATCCCAGTTCGGATCGGAGTCTGCAACTCGACTCTGTGAAGCTGGATTCGCTAGTAATCGCGCATCA 
GCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGTCGGGNGTAC 
CTGAAGTACGTAACCGCGAGGGGCGTCCTAGGGTAATACCGGTGACTGGGGCTAAGTCGTAACAAGGTAG 
CCGTACCGGAAGG 


>gi|219846544|ref|NR_026136.1| Porphyromonas cangingivalis strain VPB 4874 16S ribosomal RNA, partial 
sequence 
GATGAACGCTAGCGATAGGCTTAACACATGCAAGTCGAGGGGCAGCACGGGATTAGCTTGCTAATCTTGG 
TGGCGACCGGCGTAAGGGTGCGTAACGCGTATGCAACTTGCCTGTCAGTGGGGAATAACCCGGAGAAATC 
CGGACTAATACCGCATACACTTTGGTTTCCGCATGGGGACTTTAGGAAAGATTTATTGCTGACAGATAGG 
CATGCGTTCCATTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAACGATGGATAGGGGAGC TGAGAGG 
CTTATCCCCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTC 
AATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGTCCTATGGATTGTAAACTTCTTTAG 
TAGGTGAGTACAAGCAGTTACGTGTAGCTGTAAGCAAGTAACCTAAGAATAAGTATCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTG 
GCTTCATAAGTCAGTGGTGAAAAGCTGTGGCTCAACCATAGTCTTGCCGTTGAAACTGTGGAGCTTGAGT 
GCGGATGAGGTAGGCGGAACGCGTAGTGTAGCGNTGAAATGCATAGATATTACGCAGAACTCCGATTGCG 
AAGGCAGCTTACCAAACCGCAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCC 
TGGTAGTCCACGCAGTAAACGATGATTACTCGGAGTATGCGATATATGGTATGCTCCCAAGGGAAACCGA 


TAAGTAATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGATTGAAATGTACATGACGGTT 
GGGCGAGAGCCTGACTTCCCTTCGGGGCATGTATGTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTG 
AGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCACATCGTCAGTTACTAGCAGGTAGAGCTGAGGACT 
CTGACGAGACTGCCGTCGTAAGGCGCGAGGAAGGTGTGGATGACGTCAAATCAGCACGGCCCTTACATCC 
GGGGCGACACACGTGTTACAATGGTAGGGACAAAGGGCAGCTACCTGGCGACAGGATGCGAATCTCCAAA 
CCCTATCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGATTCGCTAGTAATCGCGCATC 
AGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGGGTA 
CCTGAAGTGCGTCACCGCAAGGATCGCACGAGGGTAAGACCGGTAACTGGGGCTAAGTCGTAACAAGGTA 
GCCGTACCGGAAGG 


>gi|219846543|ref|NR_026135.1| Clostridium paraputrificum strain ATCC 25780 16S ribosomal RNA, partial 
sequence 
GATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAGTTCCTTCGGG 
AACGGATTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTATAGAGGGGAATAGCCTTCCGAA 
AGGAAGATTAATACCGCATAAGATTGTAGCTTCGCATGAAGTAGCAATTAAAGGAGCAATCCGCTATAAG 
ATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTG 
AGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGCTTCGGGTTGTAAAGCTCTG 
TCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGGGAT 
GTGAAATACCCGGGCTCAACCTGGGTGCTGCATTCCAAACTGGAAATCTAGAGTGCAGGAGGGGAAAGTG 
GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGA 
CTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCC 
TGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCATGTAATGTGGAA 
GNNCCTTCGGGAACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCGG 
GTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCT 
ACAATGGCCGGTACAACGAGATGCAATACCGTGAGGTGGAGCAAAACTATAAAACCGGTCTCAGTTCGGA 
TTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCGAATCAGAATGTCGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTGGTGATCTA 
ACCCGTAAGGGAGGAAGCCACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTATCCG 


>gi|219846542|ref|NR_026134.1| Caloramator indicus strain IndiB4 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGGGGGTA 
GGAGCTTNCTCCTTGAACCTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTGAGAGGGGG 
ATAACAGGTCGAAAGGCCTGCTAATACCGCATAATGCTAAGATGCCGCATGGCGTCTTAGCCAAAGGTTA 
ATTCCGCTCAAGGATGGGCCCGCGGCCCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATG 
GGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGCGATGAAGGCCTTCGG 
GTTGTAAAGCTCTGTCTTCCCTGACGATAATGACGGTAAGGGAGGAGGAAGCCACGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCNGAATTACTGGGCGTAAAGGGTGCGTAGGCGGC 
TCTTTAAGTGGGGTGTGAAATCCCTGGGCTCAACCCAGGAACTGCACTCCAAACTGGAGAGCTAGAGTGC 
AGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAA 
GGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCTGTAAACGATGGGTACTAGGTGTAGGGGGCGAAGCCCTCTGTGCCGCAGCTAACGCATT 
AAGTACCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCA 
GCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACCGAACCCTGT 
GGAAACACGGGGGTGCCCTTCGGGGAACGGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCACTTCGGGGTGGGCACT 
CTAAAGGGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTC 
TGGGCTACACACGTGCTACAATGGCCGGTACAATGAGTTGCAAACCCGTGAGGGGGAGCTAATCTCAAAA 
ACCGGTCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGGGTC 
AAGCATGCCGCGGTGAATACGTTCCCGGGGCTTGTACACACCGCCCGTCACACCATGAGAGCCGGCAACA 
CCCGAAGCCAGTGGGCTAACCCGCAAGGGAGGCAGCTGTTGAAGGTGGGGCTGGTGATTGGGGTGAAGTC 
GTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTT 


>gi|219846541|ref|NR_026133.1| Gluconacetobacter hansenii strain NCIB 8746 16S ribosomal RNA, partial 
sequence 
GAGTTTGATTATGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGG 
GGTTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTGTCCATGGGTGGGGGATAACTTTGGGAAACTGA 
AGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCGAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCAGCGGGGACGATGATGAC 
GGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTG 
CTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTGTTACAGTCAGATGTGAAATTCCCGGGCTTAAC 
CTGGGGGCTGCATTTGATACGTGACGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGCG 
CGAAAGCGTGGGGTGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGT 
TGGATGGCTTGGCCATTCGGTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGG 


TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGGACTTGACATGCGGAGGCTGTGTCCAGAGATGGGCATTTCTCGCAAGAGACCTCCA 
GCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGCCTTTAGTTGCCAGCACGTCTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACA 
GTGGGAAGCCAGGCAGCGATGCCGAGCGGATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACT 
CGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCAG 
CCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGA 
TCACCTCCTTT 


>gi|219846540|ref|NR_026132.1| Gluconacetobacter liquefaciens strain IFO 12388 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCATGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGG 
GGTTAGTGGCGGACGGGTGAGTAACGCGTAGGTATCTATCCATGGGTGGGGGATAACTCTGGGAAACTGG 
AGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCGAGTCGCCTGTGGAGGAGCCTGCGTTCGATTAGC 
TAGTTGGCGGGGTAAAGGCCCACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGAC 
GGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTG 
CTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTATGGACAGTCAGATGTGAAATTCCTGGGCTTAAC 
CTGGGGGCTGCATTTGATACGTCCAAACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGT 
TGGGTGACTTAGTCATTCAGTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGGGCTTGACATGGGGAGGCTGTATCCAGAGATGGGTATTTCCCGCAAGGGACCTCCT 
GCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGCCTTTAGTTGCCAGCATGATTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACA 
GTGGGAAGCCAGGCAGCGATGCCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACT 
CGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGGGCGC 
AGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTG 
GATCACCTCCTTT 


>gi|219846538|ref|NR_026130.1| Zoogloea ramigera strain 106 16S ribosomal RNA, partial sequence 
AGAGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGG 
AGCTTGCTCCGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCGTGTAATGGGGGATAAC 
GTAGCGAAAGTTACGCTAATACCGCATACGCCCTGAGGGGGAAAGTGGGGGACCGCAAGGCCTCACGTTA 
TACGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGG 
TCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAACAAGGCCTTCGGGTTGTAAAG 
CTCTTTCAGGTGGAAAGAAATCGCATCTTTTAATACAGGGTGTGGATGACGGTACCATCAGAAGAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGTGCGCAGGCGGTTATGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTGTGAC 
TGCATAACTAGAGTACGGCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGAGATGCGGAG 
GAACACCGATGGCGAAGGCAGCCTCCTGGGCCAGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTCGGTGAGGAGACTCATTGA 
GTAACGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTG 
ACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTT 
GACATGCCAGGAACTTGCCAGAGATGGCTTGGTGCCCGAAAGGGAACCTGGACACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCA 
GCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGG 
TGGAGCCAATCCCAGAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAAT 
CGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGGGTTTACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGCTTCAT 
GACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846537|ref|NR_026129.1| Vibrio tubiashii strain Milford 74 16S ribosomal RNA, partial sequence 
ATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAA 
CGAGTTAACTGAACCTTCGGGGAACGTTAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAAT 
TGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGGG 
GGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACC 
AAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTNTGAA 
GAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGTGGTAGNGTTAATAGCACTATCATTTGA 
CGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTT 
AATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAA 
CCTCGGAATTGCATTTGAAACTGGCAGNCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGT 
GAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGAT 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAG 


GTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGC 
GAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAG 
GTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAG 
AGGGCGGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATNGGAGTCTGCAACT 
CGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCNGAATGCCACGGTGAATNCGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTGGGCTGC 


>gi|219846536|ref|NR_026128.1| Vibrio proteolyticus strain ATCC 15338 16S ribosomal RNA, partial sequence 
GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTT 
ATCTGAACCTTCGGGGAACGATATCGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCT 
GATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGGGGGACCT 
TCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCG 
ACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC 
CTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAAGGTAGTGTAGTTAATAGATGCATTATTTGACGTTAG 
CGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGG 
AATTACTGGGCGTAAAGCGCATGCAGGTGGTGTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGG 
AATAGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATG 
CGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTG 
GCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAA 
CCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
CCTTGTTTGCCAGCACGTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGG 
ACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCG 
GCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTC 
CATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGC 


>gi|219846535|ref|NR_026127.1| Vibrio orientalis strain 717 16S ribosomal RNA, partial sequence 
GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACTT 
AACTGAACCTTCGGGGAACGTTAAGGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCT 
GATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATGCCTTCGGGCCAAAGAGGGGGACCT 
TCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCG 
ACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC 
CTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGTGGAGTCGTTAATAGCGGCCTCACTTGACGTTAG 
CTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGG 
AATTACTGGGCGTAAAGCGCATGCAGGTGGTTCNTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGG 
AATTGCATTTGAAACTGGTGGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATG 
CGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTG 
GCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAA 
CCTTACCTACTCTTGACATCCAGAGAAGCCGGAAGAGATTCTGGTGTGCCTTCGGGAACTCTGAGACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
CCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGG 
ACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCA 
GCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTC 
CATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTAGGTAGTTTAACCTTCGGGAGAACGCT 


>gi|219846534|ref|NR_026126.1| Vibrio nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 
TTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAAC 
GAGTTNTCTGAACCTTCGGGGAACGACAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATT 
GCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGGGG 
GACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCA 
AGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAG 
AAGGCCTTCGGGTTGTAAAGCACTTTCAGCAGTGAGGAAGGGTGTGTATTTAATAGATGCACANTTTGAC 
GTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTA 
ATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAAC 
CTCGGAACTGCATTTGAAACTGGCAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTG 
AAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGG 
TTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCG 
AAGAACCTTACCTACTCTTGACATCCATAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTNTGAG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 


CTTATCCTTGTTTGCCAGCACTTCGGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGT 
GGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAG 
GGCGGCCAACTTGCGAGAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCG 
ACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCNGAATGCCACGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCNCGTCACACCATGGGAGTGGGCTGC 


>gi|219846533|ref|NR_026125.1| Vibrio nereis strain 80 16S ribosomal RNA, partial sequence 


ATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAA 
CGAGTTATCTGAACCTTCGGGGAACGATAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAAT 
TGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGGG 
GGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACC 
AAGGCAACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAA 
GAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGTNGNTGCGTTAATAGCGTATTAATTTGA 
CGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTT 
AATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTGTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAA 
CCTCGGAATAGCATTTGAAACTGGCACACTAGAGTACTGTAGAGGGNGGTAGAATTTCAGGTGTAGCGGT 
GAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGAT 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAG 
GTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGC 
GAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATCCTTGTTTGCCAGCGAGTAATGTNGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAG 
GTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAG 
AGGGCGGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACT 
CGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCTNAATGCCACGGTGAATNNGTTCCCGGGCCTT 
GTACACACCGCCCGTCNCACCATGGGAGTGGGCTGC 


>gi|219846532|ref|NR_026124.1| Vibrio natriegens strain ATCC 14048 16S 
GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTT 
AACTGAACCTTCGGGGGACGTTAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCCT 
GATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATGATGCCTACGGGCCAAAGAGGGGGACCT 
TCGGGCCTCTCGCGTCAGGATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCG 
ACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC 
CTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAAGGTAGTGTAGTTAATAGCTGCATTATTTGACGTTAG 
CGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGG 
AATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGG 
AATAGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATG 
CGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTG 
GCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAA 
CCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
CCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGG 
ACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCG 
GCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTC 
CATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTAGGTAGTTTAACTTCGGGGGGACGCTT 


ribosomal RNA, partial sequence 


>gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus strain NS 16S ribosomal RNA, partial sequence 


GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACAGA 
GAAACTTGTTTCTCGGGTGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGG 
ATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGGGGGACCTTCGGGCCTCT 
CGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTA 
GCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTG 
TAAAGCACTTTCAGTCGTGAGGAAGGTGGTGTTGTTAATAGCAGCATCATTTGACGTTAGCGACAGAAGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGG 
CGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATAGCATTT 
GAAACTGGCAAGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATC 
TGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCC 
GTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGA 
ATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAC 
TCTTGACATCTACAGAATCCTGCGGAGACGCNGGAGTGCCTTCGGGAACTGTAAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGC 
CAGCGAGTCATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCGAACTAGC 
GATAGTAAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCG 
GAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 


ACACCATGGGAGTGGGCTGCAAAAGAAGCAGGTAGTTTAACTTCGGGAGGACGVTT 


>gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis strain ATCC 35912 16S ribosomal RNA, partial 


sequence 
GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGA 
GAAGCTTGCTTCTCTGCTGACGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGG 
ATAACCATTGGAAACGATGGCTAATACCGCATGATAGCTTCGGCTCAAAGAGGGGGACCTNCGGGCCTCT 
CGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCCTA 
GCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTG 
TAAAGTACTTTCAGTGGTGAGGAAGGGAGTGTGGTTAATAGCCATATTCTTTGACGTTAGCCACAGAAGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGG 
CGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAGTTGCATTT 
GAAACTGGCAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATC 
TGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGCGGTCTTGAACT 
GTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGA 
ATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAC 
TCTTGACATCCAGAGAATCCTGCGGAGACGCGGGAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGC 
CAGCACTTCGGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAG 
TCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCGAGACAGCG 
ATGTTAAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGG 
AATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTGGGCTGCAAAAGAAGCAGGTAGTTTAACCTTCGGGGGGACGCTT 


>gi|219846529|ref|NR_026121.1| Acetobacter aceti strain NCIB 8621, DSM 
sequence 
GAGTTTGATTCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGCTTCGG 
CCTTAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCATGGGTGGGGGATAACTCCGGGAAACTGG 
AGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGTCTGCGTTTGATTAGC 
TTGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCGGCGGGGACGATGATGAC 
GGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTG 
CTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACAGTCAGATGTGAAATCCCCGGGCTTAAC 
CTGGGAGCTGCATTTGATACGTGCAGACTAGAGTATGAGAGAGGGTTGTGGAATTCTCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGT 
TGGGTAACTTAGTTACTCAGTGTCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGGGCTTGTATGGAGAGGCTGTATTCAGAGATGGATATTTCCCGCAAGGGACCTCTTG 
CACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAAAGAGACTGCCGGTGACAAGCCGGAGGAAG 
GTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAG 
TGGGAAGCTAGATGGCGACATCGTGCCGATCTCTAAAAACCGTCTCAGTTCGGATTGCACTCTGCAACTC 
GAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCAGC 
CGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGAT 
CACCTCCTTT 


3508 16S ribosomal RNA, partial 


>gi|219846528|ref|NR_026120.1| Turicella otitidis strain 234/92 16S ribosomal RNA, partial sequence 


CGAACGCTGNCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTACTTTCCCTTGTGGATTGCGGG 
TGCTCGAGTGGCGAACGGGTGAGTAACACGTGAGTGATCTGCCCCCAACTTGGGNATAAGCCTGGGAAAC 
TGGGTCTAATTCCCGATAGGACTGCAGGGTGGTGCCTGTGGTGGAAAACGATTTTCTAGTGGTTGGGGAT 
GAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAG 
AGGGTGGACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTT 
CGACCGCGAGGAAGCCGCCTGGTTGGAAGGGTGGTGACGGTAGTGGTAGAAGAAGCACCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCTCGTAGG 
TGGCTTGTCGCGTCGTCTGTGAAAGTCTGGGGCTTAACTCCGGGTGTGCAGGCGATACGGGCTGGCTTGA 
GTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGG 
CGAAGGCAGGTCTCTGGGCAGTCACTGACGCTGAGGAGCGAGAGCATGGGTAGCGAACAGGATTAGATAC 
CCTGGTAGTCCATGCTGTAAACGGTGGGCGCTAGGTGTGGGGACTTTCCATGGTTTCCGTGTCCTAGCTA 
ACGCGTTAAGCGCCCCGCCTGGGGAGTACGNCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACTAG 
ATTAGGCGAGAGATCGTCTGTCCCTTTGTGGCTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGTAACCCTTGTCTTATGTTGCCAGCACGTTGTGGTGGG 
GACTCGTGAGAGACTGCCGGGGTGAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGTAGGTTGCGAGACCGTGAGGTGGAGCTAATCCT 
GTAAAGCTGGTCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGC 
AGATCACCATTGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGG 
TAACACCCGAAGCCGNTTGCTCCACTTAGTNTGGGGTGGTNTCGAAGGTGGGATCGGCGAT 


>gi|219846527|ref|NR_026119.1| Prevotella intermedia strain B422 16S ribosomal RNA, partial sequence 
AGCTATAGGCTTAACACATGCAAGTCCGAGGGGAAACGGCATTATGTGCTTGCACATTCTGGACGTCGAC 
CGGCGCACGGGTGAGTATCGCGTATCCAACCTTCCCTCCACTCGGGGATACCCCGTTGAAAGACGGCCTA 
ATACCCGATGTTGTCCACATATGGCATCTGACGTGGACCAAAGATTCATCGGTGGAGGATGGGGATGCGT 
CTGATTAGCTTGTTGGTGCGGGTAACGGCCCACCAAGGCTACGATCAGTAGGGGTTCTGAGAGGAAGGTC 
CCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGA 
CGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATTGACGGCCCTATGGGTTGTAAACTGCTTTTGTTGGG 
GAGTAAAGCGGGGCACGTGTGCCCYTTTGCATTTACCCTTCGAATAAGGACCGGCTAATTCCGTGCCAGC 
AGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGTGTAGGCGGTCTG 
TTAAGCGTGTTGTGAAATTTAGGTGCTCAACATCTACCTTGCAGCGCGAACTGGCGGACTTGAGTGCACG 
CAACGTATGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGACGAACTCCGATTGCGAAGGC 
AGCGTACGGGAGTGTTACTGACGCTTAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
GTCCGCACGGTAAACGATGGATGCCCGCTGTTAGCGCCTGGCGTTAGCGGCTAAGCGAAAGCATTAAGCA 
TCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGA 
ACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAATTGCAGACGCAGGATACAGAG 
ATGTTGACTCCCTTCGGGGCGTCTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCG 
GCTTAAGTGCCATAACGAGCGCAACCCCTTTCCTTAGTTGCCATCAGGTCATGCTGGGCACTCTGGGGAC 
ACTGCCACCGCAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCTAC 
ACACGTGTTACAATGGCCGGTACAGAGGGACGGTGTGATGYAAATCGCATCCAATCTTGAAAGCCGGTCC 
CAGTTCGGACTGAGGTCTGCAACCCGACCTCACGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGG 
CGCGGTGAATACGTTCCSGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGSGGTGCCTGAAGT 
TCGTAACCGCGAGGAGCGACC TAGGGCAAAACTGGTGATTGGGGCTAAGTCGTAACAAG 


>gi|219846526|ref|NR_026118.1| Gluconobacter oxydans strain DSM 3503 16S ribosomal RNA, partial sequence 
GAGTTTGATTCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTTTCGG 
CCTTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTATCCACGGGTGGGGGACAACTTCGGGAAACTGG 
AGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTTTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGAC 
GGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTG 
CTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTGTTACAGTCAGATGTGAAATCCCCGGGCTTAAC 
CTGGGAACTGCATTTGATACGTGACGACTAGAGTTCGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCGATACTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGT 
TGGGAAACTTAGTTTCTCAGTGTCGAAGCTAACGCGCTAAGCACACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGGGCTTGCATGGGGAGGACCGGTTCAGAGATGGACCTTTCTTCGGACCTCCCGCACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTCTTTAGTTGCCAGCACTTTCAGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGG 
AAGCTACATGGTGACATGGTGCTGATCTCTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGT 
ACATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTTGGTTCGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGAC 
CACGGACGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACC 
TCCTTT 


>gi|219846525|ref|NR_026117.1| Legionella feeleii strain WO-44C 16S ribosomal RNA, partial sequence 
GATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACGGTCTAGCTTGCTAGATGGGT 
GGCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTGAAGTGGGGGATAACTTGGGGAAACTCA 
AGCTAATACCGCATAAGCTCTAAGGAGGAAAGCTGGGGACCGTAAGGCCTGGCGCTTCAAGATTAGCCTG 
CGTCCGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGG 
CCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGSMMGCAGTGGGGAATATTGGACAATG 
GGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGG 
GAGGAGGATTGACAGGTTAAGAGCTAGTTAATTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGT 
GGTTGTATAAGTTAACTGTGAAATCCCCGGGCTCAACCTGGGCAGGTCAGTTAAGACTGTATGACTCGAG 
TATGGGAGAGGGTAGTGGAATTTCCGGTNNNNNNNNNNNNNKCGTAGAGATCGGAAGGAACACCAGTGGC 
GAAGGCGGCTACCTGGCCCAATACTGACACTGAGGCACGARAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCTGTAAACGATGTCAACTAGCTGTTGGCCTTATGAATGAGGTTAGTGGCGCAGCAAA 
CGCGATAAGTKGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAA 
TTTTGCAGAGATGCGGAAGTGCCTTCGGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAAAGGCGGG 
AACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTAC 
GGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTTGCGAACGGTGACGTGGAGCTAATCTTT 
TAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCG 
AATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTRTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GCACCAGAAGTAGATAGTCTAACCTTCGGGAGGACGTTTACCACGGTGTGATTCATGACTGGGGTG 


>gi|219846524|ref|NR_026116.1| Blastobacter capsulatus strain 216 16S ribosomal RNA, complete sequence 
CGGTAGCCTTATCACATGCAACTCGATCGGGCATAGGAGTATGTCAGNGGCAGACGGGTGAGTAACGCGT 


GGGAATCTACCCATCTCTACGGAATAACTCAGGGAAACTTGTGCTAATACCGTATACGCCCTTTGGGGGA 
AAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGA 
CGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGATGAAGGCC 
TTAGGGTTGTAAAGCACTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTC 
GTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAG 
GCGGACATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGCACTGCCTTTGATACTGGGTGTCTAG 
AGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTG 
GCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCCCACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGNATGTTAACCGTCGGGCAGATTACTGTTCGGTGGCGCAGCTAA 
CGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGTCGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAACCACGCGCAGAACCTTACCAGCCCTTGACATCCCGGTCG 
CGGACAGTGGAGACATTGTCCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTG 
GGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCT 
TACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAAT 
CTCCACAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATC 
GCAGATCAGCATGCTGCGGTGAATACGTTCCCGGNTCTTGNACACACCGCCCGACACACCATGGGAGTTG 
GTTTCCCCCGGGGGTAGTGCNCTACCCCGGAGGGGAGGNAGCTACCCACGGGAGGGTCAGCGTGTGGGGT 
GAAGTCGAAACAAGGTAGCCG 


>gi|219846523|ref|NR_026115.1| Blastobacter aggregatus strain IFAM 1003 16S ribosomal RNA, partial 
sequence 
CAGGCTTATCACATGCAACTCGATCACCCCGTAGGGGGAGAGGCAGACGGGTGAGTAACGCGTGGGAATC 
TACCGTGCCCTACGGAATAGCTCCGGGAAACTGGAATTAATACCGTATACGCCCTACGGGGGAAAGATTT 
ATCGGGGTATGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCA 
TAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGTCTTAGGAT 
TGTAAAGCTCTTTCACCGATGAAGATAATGACGGTAGTCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAG 
CAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATA 
TTTAAGTCAGGGGTGAAATCCCGCAGCTCAACTGCGGAACTGCCTTTGATACTGGGTATCTTGAGTATGG 
AAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGG 
CGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCCCACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGGATGTTAACCGTCGGGCAGTATACTGTTCGGTGGCGCAGCTAACGCATTA 
AACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCCAAGGAATTGGCGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAACAACGCGCAGAACCTTACCAGCTCTTGACATCCGGGTCGCGGACAG 
TGGAGACATTGTCCTTCAGTTAGGCTGGACCCAGGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGNTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTC 
TAAGGGGACTGCCGGTGATAANCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGNCCCTTACGGGC 
TGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCACA 
AGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATC 
AGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGACACACCATGGGAGTTGGTTTCCC 
CCGAGGGTAGTGCNCTACCCCGGAGGGGAGGGAGC TACCCACGGGAGGGTCAGCGTCTGGGGTGAAGTCG 
AAACAAGGTAGCCG 


>gi|219846522|ref|NR_026114.1| Roseococcus thiosulfatophilus strain RB-3 16S ribosomal RNA, partial 
sequence 
GGAATGCTNAACACATGCAAGTCGCACGGGCAGCAATGTCAGTGGCGGACGGGTGAGTAACGCGTAGGAA 
CGTGTCCGAGGGTGGGGGATAACGCTGGGAAACTGGCGCTAATACCGCATATCTCCTGAGGGAGAAAGCA 
GCGATGCGCCCATGGAGCGGCCTGCGTCCGATTAGCTAGTTGGTGGGGTAAAGGCTTACCAAGGCGACGA 
TCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATTCCGCGTGGGTGAAGAAGGTCTTC 
GGATTGTAAAGCCCTTTCGACAGGGACGATGATGACGGTACCTGTAGAAGAAGCCCCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCG 
GCACACACAGTCAGGCGTGAAATTCCCGGGCTTAACCTGGGGACTGCGCTTGATACATGTGAGCTAGAGG 
ATGGAAGAGGCTCGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCGGTGGCG 
AAGGCGGCGAACTGGTCCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGAAAACAGGATTAGATACCC 
TGGTAGTCCACNCTGTAAACGATGTTCGCTGGATGTTGGGTGACNTANTCACTCAGTGTCGTAACTAACG 
CGATAANCGCNCCGCCTGGGGAGTACGGCCNCAAGGTTAAAACTCAAAGGAATTGNCGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCTCTTGACATCTGTCGGACA 
TCGCAGAGATGCGTTGGTGTTCCGCAAGGGACGGCAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATGTTTGGGTGGG 
CACTCTAGAGGAGCTCCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAT 
GAGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGAAGCCAGGTCGCGAGNCCGAGCGGATCCC 
AAAAAGCCGTCTCAGTTCAGATTGCACTCTGCAACTCGGGTGCATGAAGGTGGAATCGCTAGTAATCGCG 
GATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTNCACACCGCCCGTCACACCATGGGAGTTGGTT 
CTACCTTAAGCCGATGTGGCATCCGCAAGGAGCTAGTCGACCACGGTAGGGTCAGCGACTGGGGTGTAGT 
CGNAACAAGGTAGCCGTAGGGGAACC 


>gi|219846521|ref|NR_026113.1| Clostridium stercorarium subsp. thermolacticum strain TX41 16S ribosomal 
RNA, partial sequence 

TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGATCCGTGTTAC 
GGAGGTCTTTGGACCGAAGTGGCATGGTGAGAGTGGCGGACGGGCGAGTAACGCGTGAGCAACCTGCCCT 


ATGCTGGGGGATAACACCGGGAAACCGGTGCTAATACCGCATAAGACCACAGTGACGCATNTCACAGTGG 
TAAAAGCTGAGGCGGCATAGGATGGGCTCGCGTCCGATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGG 
CGACGATCGGTAGCCGGACTGAGAGGTTGGCCGGCCGCATTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGGAGGAAGAAG 
GCCTTTGGGTTGTAAACTCCTTTGATCGGGGACGAAGATGACGGTACCCGAACAAGAAGCCACGGCTAAG 
TAGCTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTG 
TAGGCGGGGTGCCAAGTCAGGTGTGAAATACCGGGGCTTAACCTCGGGGGTGCATCTGAAACTGGTGCTC 
TTGAGTGCCGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCA 
GTGGCGAAGGCGGCTTTCTGGACGGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGTA 
GTTAACACAATAAGTATCCCACCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCC 
CCTGACGGATGTAGAGATACATCTTCTCCGCAAGGAGCAGGGGAGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAGTTGCCAGCAGTAAG 
ATGGGCACTCTAACGAGACTGCCGGCGAGAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGTCCTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGAAGCAAATCCGCGAGGAGGAGCAA 
ATCCCGAAAGGTCGTCCCTGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAA 
TGGCAGGTCAGCATACTGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGC 
TGGCAACACCCGAAGCCGGTAGCCTAACCGAGAGGGGGGCGCCGCCGAAGGTGGGGTCAGTGATTGGGGT 
GAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCT 


>gi|219846520|ref|NR_026112.1| Clostridium thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAAGAGCTCCTT 
CGGGAGTAATTCTAGCGGCGGACGGGTGAGTAACACGTGGCCAACCTACCTTAGTGAGGGGGATAGCCTC 
CCGAAAGGGAGATTAATACCGCATAACATTATTCTATCGCATGATAGAATAATCAAAGGAGCAATCCGCA 
CTAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCG 
ACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGCGATGAAGGTCTTCGGATTGTAAA 
GCTCTGTCTNTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGTATGTAGGCGGATATTTAAG 
TCAGATGTGAAATTCCCGGGCTTAACCTGGGCGCTGCATTTGATACTGGATATCTAGAGTGTGGGAGAGG 
AAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGAT TAGGAAGAACACCAGTGGCGAAGGCGGCTT 
TCTGGACCATAACTGACGCTGAGATACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGAATACTAGGTGTCGGGGGTTACCACCCTCGGTGCCGCAGCAAACGCAATAAGTATT 
CCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCGTAATGG 
AGGAAGCCCTTCGGGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTGCTACCATTAAGTTGAGCACTCTAACGAGACTGC 
CGCGGTTAACGTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACG 
TGCTACAATGGCCGGTACAACGAGATGCAAACCCGTGAGGGGGAGCCAAACTCCAAAGCCGGTCCCAGTT 
CGGATTGTAGGCTGAAACTCGCCTACATGAAGTCGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGT 
GAATACGTTCCCGGGTCTTGTACACACCGCCCGTGAGAGGATGAGAGCCGGTAACACCCGAAGTCCGTGA 
GGTAACCTTTATGGAGCCAGCGGCCGAAGGTGGGATTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGAGAACCTGCGGCTGGATCACCTCCTTTCT 


>gi|219846519|ref|NR_026111.1| Phascolarctobacterium faecium strain ACM 3679 16S ribosomal RNA, partial 
sequence 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGNACGGAGAATTTTATTTCGGT 
AGAATTCTTAGTGGCGAACGGGTGAGTAACGCGTAGGCAACCTACCCTTTAGACGGGGACAACATTCCGA 
AAGGAGTGCTAATACCGGATGTGATCATCGTGCCGCATGGCAGGATGAAGAAAGATGGCCTCTACAAGTA 
AGCTATCGCTAAAGGATGGGCCTGCGTCTGATTAGCTAGTTGGTAGTGTAACGGACTACCAAGGCGATGA 
TCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGC 
AGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGATTTC 
GGTCTGTAAAGCTCTGTTGTTTATGACGAACGTGCAGTGTGTGAACAATGCATTGCAATGACGGTAGTAA 
ACGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGAGCATGTAGGCGGCTTAATAAGTCGAGCGTGAAAATGCGGGGCTCAACCCCGTATG 
GCGCTGGAAACTGTTAGGCTTGAGTGCAGGAGAGGAAAGGGGAATTCCCAGTGTAGCGGTGAAATGCGTA 
GATATTGGGAGGAACACCAGTGGCGAAGGCGCCTTTCTGGACTGTGTCTGACGCTGAGATGCGAAAGCCA 
GGGTAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGGAGGTAT 
CGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCT 
TACCAAGGCTTGACATTGATTGAACGCTCTAGAGATAGAGATTTCCCTTCGGGGACAAGAAAACAGGTGG 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCT 
ATGTTACCAGCAAGTAAAGTTGGGGACTCATGGGAGACTGCCAGGGACAACCTGGAGGAAGGCGGGGATG 
ACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTACACACGTACTACAATGGTCGGAAACAGAGGGAAGC 
GAAGCCGCGAGGCAGAGCAAACCCCAGAAACCCGATCTCAGTTCGGATCGCAGGCTGCAACCCGCCTGCG 
TGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTNCCCGGGCCTTGTACACAC 
CGCCCGTCACACCACGAAAGTTGGTAACACCCGAAGCCGGTGAGGTAACCTATTAGGAGCCAGCCGTCTA 
AGGTGGNGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGC 


>gi|219846518|ref|NR_026110.1| Methylomonas fodinarum strain JB13 16S ribosomal RNA, partial sequence 
ACTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGCTNA 
TAGGCCTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAATGCCTCGGAATCTGCCATGTTGTGGGGGAT 


AACTTGGGGAAACTCTTGCTAATACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTGGCG 
CTAATAGATGAGCCTATGTTGGATTAGCTAGTTGGTGGGGTAAAGGCTTACCTAGGCGACGATNCNTAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAGGGCCCAGACTCCTACTGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTA 
AAGCACTTTCAATAGGAAGGAATACCTGCCGGTTAATACCCGGTAGACTTGACATTACCTATACAAGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTGCGTAGGCGGTGATTTAAGTCAGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTTGA 
TACTGGGTCACTAGAGTTGAGTAGAGGAGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTG 
AAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTCAAACTGACGCTGAGGTACGAAAGCGTGGGTAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAACTGTTGGGTTATTAAAGAACT 
TAGTAGTGGAGCTAACGTATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCC 
TTGACATCCAGAGAATCTGTTAGAGATAGCGGAGTGCCTTCGGGAGCTGTGAGACAGGTGCTGCATGGCT 
GTCGTCAGCCCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCA 
GCGAGTAATGTCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGT 
CTATATGGCCCTTATGGGAAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAACCGTGA 
GGTCAAGCAAATCCCACAAAGCCGGTCGTAGTCCGGATTGCACTCTGCAACTCGACTGCATGAAGTCGGA 
ATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTAAACCTTCGGGAGGGCGCTTACCAC 


>gi|219846517|ref|NR_026109.1| Desulfurella acetivorans strain A63 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGCGAAAGAAGG 
GCAACCTTCGAGTAAAGTGGCGCACGGGTGAGTAACACGTGGATAACCTGCCCCAAAGTCTGGGATAACG 
TGCCGAAAGGTGCGCTAATACCGGATACCTTTGTGTCTCACAAGAGGTATAAAGAAAGGAGGCCTCTGCT 
TGCAAGCTTTCGCTTTGGGATGGGTCCGCGGCCTATCAGGTAGTTGGTAGGGTAACGGCCTACCAAGCCT 
ACGACGGGTAGCTGGTCTGAGAGGACGATCAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGGGCAATGGGAGAAATCCTGACCCAGCAACGCCGCGTGGAGGATGAAGGC 
CTTCGGGTTGTAAACTCCTGTCAGCAGGGAAAAAGATTGCAAAAGCTAATACCTTTTGCAGTTTGATGGT 
ACCTGCTAAGGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATTC 
GGAATCACTGGGCGTAAAGGGCGCGCAGGCGGTTTTGTAAGTCTAAAGTGAAATCCTTGGGCTTAACCCA 
GGGGCTGCTTTAGATACTGCAAAACTCGAGTTCGGGAAAAGCAAGCGGAATTCCTGGTGNAGGGGTGAAA 
TCCGTAGATATCAGGAAGAACACCAGTGGCGAAAGCGGCTTGCTAGAACGCAACTGACGCTTAGGCGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGATGTTAGGCGTTGG 
GAAGTACACTTCCCAGTGCCGTAAGCTAACGCGTTAAACATCCCGCCTGGGGAGTACGGCCGCAAGGTTA 
AAACTCAAAGGAATTGNCGGGGGCCCGCACAAACGGTGGAGCATGTGGTTTAATTCGAAGGTACACGGAG 
AACCTTACCTGGGCTTGACATGCTAGTAGTAGGAGCCCGAAAGGGTAACGATTCTTGCCTTCGGGCAAGA 
AAGCTAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGGCATTAGTTGCTAACAGGTTATGCTGAGCACTCTAATGCGACCGCCGGGGATAACCCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGA 
TGTACAATGGGTTGCAATACCGCGAGGTGGAGCTAATCCCTAAAGCATCCCACAGTTCGGATTGCACTCT 
GCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCACCGGTCAGCTATACGGTGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTCTACTGTAAGACGGTAGGCTAACCCGTTA 
AGGGAGGCAGCCGCNCATGGTAGGGTCAGCGACCGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACC 
TGCGGCTGGATCACCTCCTTTCT 


>gi|219846516|ref|NR_026108.1| Ideonella dechloratans strain Anox B 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAAGCGGGCAACCTGGCGACGAGTGGCG 
AACGGGTGAGTAATGCATCGGAACGTGCCCAGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCG 
CATACGACCTGAGGGTGAAAGGGGGGGATCGCAAGACCTCTCGCTATTGGAGCGGCCGATGTCAGATTAG 
GTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACT 
GGGACTGAGACACGCCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCYT 
GATCCAGCCATGCCGCGTGCGGAAGAAGGCCTTCGGGTTGTAAACCGCTTTTGTCAGGGAAGAAATCTTC 
TGGGCTAATACCTCGGGAGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGA 
CAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAAGGCTTGAGTGCGCAGAGGGG 
GATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCC 
TGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCCTAAACGATGTCAACTGGTTGTTGGGAAGGTTCCTTCTCAGTAACGTAGCTAACGCGTGAAGTTGACC 
GCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGAT 
GTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGCAGGAATCCTGAAGAGATTTG 
GGAGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGG 
TGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTTATGGGTAGGGCTACACACGTCA 
TACAATGGCCGGTACAGAGGGCTGCCAAYCCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCGTAGTCCG 
GATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCGGTGA 
ATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCC 
TAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAT 
CGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219846515|ref|NR_026107.1| Acetobacter pasteurianus strain LMD 22.1 16S ribosomal RNA, partial 
sequence 

GAGTTTGATTCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTTTCGG 
CCTTAGTGGCGGACGGGTGAGTAACGCGTAGGTATCTATCCATGGGTGGGGGATAACACTGGGAAACTGG 


TGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTTGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCAATAGCTGGTTTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGAC 
GGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTG 
CTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACAGTCAGATGTGAAATCCCCGGGCTTAAC 
CTGGGAGCTGCATTTGATACGTGCAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTG 
AAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTAGATGT 
TGGGTGACTTAGTCATTCAGTGTCGCACTTAACGCGTTAAGCACACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGGCGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAGGGCTTGAATGTAGAGGCTGCAAGCAGAGATGTTTGTTTCCCGCAAGGGACCTCTAA 
CACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCCTATCTTTAGTTGCCATCAGGTTGGGCTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAG 
GTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGAGAG 
TGGGAAGCTAGGTGGTGACACCATGGTGATCTCTAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTC 
GAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCAGC 
GACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATC 
ACCTCCTTT 


>gi|219846513|ref|NR_026105.1| Clostridium puniceum strain BL 70/20 16S ribosomal RNA, partial sequence 
TGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGTTCCTTCGGGAATGGATTAGCGGCGGACGGGT 
GAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATAGCCTTTCGAAAGGAAGATTAATACCGCATAAG 
ATTGTAGTTTCGCATGAAACAGCAATTAAAGGAGTAATCCGCTATGAGATGGACCCGCGTCGCATTAGCT 
AGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGA 
TGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAACTCTGTCTTCAGGGACGATAATGACG 
GTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGT 
CCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAAGTGGGATGTGAAATACTCGGGCTTAACC 
TGGGTGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGTAGAATTCCTAGTGTAGCGGTGA 
AATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACACTGAGGCTC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTG 
GGGGTTGTCATGACCTCCGTGCCGCCGCTAACGCATTAACTATTCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCTAGACTTGACATCTCCTGAATTACTCTGTAATGGAGGAAGCCCCTCGGGGCAGGAAGAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCTGGTACAGAGAGA 
TGCAATACCGTGAGGTGGAGCCAAACTTTAAAACCAGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTA 
CATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACCGCAAGGAGGCAGCGACCT 
AAGGTAGGGTCAGNGATTGGGGTGAAGTCGNAACAAGGTAGCCGNAGGAGAACCTGCGGCTGGATCAC 


>gi|219846512|ref|NR_026104.1| Clostridium cellobioparum strain DSM 1351 16S ribosomal RNA, partial 
sequence 
GCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGATGATCTGAAGTTTACTNTGGGTCGTCTTAGCG 
GCGGACGGGTGAGTAACGCGTGGGCAACCTGCCTTTCACAGGGGGATAACACAGGGAAACTTGTGCTAAT 
ACCGCATAACACAGCGAGGTAGCATTACCTTGTTGTCAAAGGAGCAATCCGGTGATAGATGGGCCCGCGT 
CCAATTAGCTAGTTGGTGATGTAACGGACCACCAAGTCGACGATTGGTAGCCGAACTGAGAGGTTGATCG 
GCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGG 
GAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGTTTTCGGATTGTAAACTTCTTTAGTCAGGGAC 
GAAACAAATGACGGTACCTGAAGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
TGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGAATGTAAGTCAGATGTGAAATC 
CCTGGGCTCAACCCTGGAGCTGCATCTGAAACTATGTTTCTTGAGTGTCGGAGAGGAAAGCGGAATTCCT 
AGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGATAACT 
GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATG 
GATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACACAATAAGTATCCCACCTGGGGAG 
TACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAAT 
TCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATACAGATGAATAGTGCAGAGATGTGCTAGTCCTT 
CGGGACATCTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTGTTGTTAGTTGATAACATTTAGTTGATCACTCTAGCGAGACTGCCGGTGATAAAT 
CGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTACTACAATGG 
CTATTACAGAGGGAGGCTAAGCCGCAAGGTGGAGCAAATCCCCAAAAATAGTCCCAGTTCAGATTGTGGG 
CTGCAACCCGCCCACATGAAGTCGGAATTGCTAGTAATGGCAGGTCAGAATACTGCCGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCTGCAACACCCGAAGTCGATAGTCTAACCGCAA 
GGGGGACGTCGCCGAAGGTGGCGCCGATGATTGGGGTGAAGTCGCAACAAGGTAGCCGTATCGGAAGGTG 
CGGCTGGATCACCTCCT 


>gi|219846511|ref|NR_026103.1| Clostridium populeti strain 743A 16S ribosomal RNA, partial sequence 
GGCGTGCTTAACACATGCAAGTCGAGCGAAGCACCAAAAGCGGAAGCCTTCGGGTGGAAGCATTTGTGAC 
TGAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGAGGGATAACAGCTGGAAACGGCT 
GCTAATACCTGATAATAATGTTTTTCCGCATGGGAGGACATTCAAAGAGTTATCGGTATGAGATGGACCC 


GCGTCTGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAGTAGCCGACTTGAGAGAGTG 
ATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAG 
GGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCGTGGTAAGTCAGATGTGAAAG 
CCCGGGGCTCAACCCCGGGACTGCATTTGAAACTATCATGCTAGAGTGCAGGAGAGGTAAGTGGAATTCC 
TAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAAC 
TGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GAATACTAGGTGTTGGGGTCAAAAGACCTTCGGTGCCGCAGCTAACGCAATAAGTATTCCACCTGGGGAG 
TACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCTTCTGACCGTCCCGTAACGGGGACTTCTCTT 
CGGAGCAGGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTATGTTTAGTAGCCAGCATTTCGGATGGGCACTCTAGAGAGACTGCCAGGGATAA 
CCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAAT 
GGTGNCNACAAAGTGAAGCAGCCTCGTGAGAGTGAGCAAATCACAAAAAAGCATCTCAGTTCGGATTGTA 
GTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTT 
CCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGAAATGCCCGAAGTCAGTGACCCACCCGT 
AAGGAGGGAGNTGCCGAAGGTGGAGCCNATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 
TGCGGNTGGATCACCTCCT 


>gi|219846509|ref|NR_026101.1| Clostridium lentocellum strain RHM5 16S ribosomal RNA, partial sequence 
CGGCGTGCTTAACACATCCAAGTCGANCGAACTGAGAGGAGCTTNCTCCNNGANCTTAGTGGCGGACGGG 
TGAGTAACGCGTGGGTAACCTGCCCCATACAGGGGGATAACGTTTGGAAACGAACGCTAATACCGCATAA 
CCTATCGGTATTCGCTTGATTATNATAGTAAAGATTTATCGCCATAGGATGGACCCGCGTTGGATTAGCT 
AGTTGGTGAGATAACAGCCCACCAAGGCGACGATCCATAGCCGGCCTGAGAGGGTGAACGGCCACATTGG 
GACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGA 
TGCAGCGACGCCGCGTGAAGGAAGAAGGTCTTCGGATTGTAAACTTCTATCAGCAGGGAAGAAAAAAATG 
ACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGT 
TATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTAGTTAAGTCAGAAGTGAAATTTAGGGGCTCA 
ACCTCTAAGCTGCTTCTGAAACTGATGAACTAGAGTGTGGGAGAGGAAAGTGGAATTCCGAGTGTAGCGG 
TGAAATGCGTAGAGATTCGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACCATAACTGACGCTGAGG 
CACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATGCTAGGT 
GTCGGGGCTTACGGGTCTCGGTGCCGAAGTTAACACATTAAGCATTCCACCTGGGAAGTACGATCGCAAG 
ATTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCTAAACTTGACATCCCGATGACCGGNCTGTAATCGCTCCTTCCCTAGCTTGCTAGGAC 
ATNGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTATGTTTAGTAGCCAGCATTAAGTTGGGCACTCTAGAGAGACTGCCAGGGATAACTTGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTTAGGGCTACACACGTGCTACAATGGCTGCT 
ACAAAGGGAAGCGATCTCGCGAGAGTCAGCAAACCTCAAAAAAGCAGTCCCAGTTCGGATTGTAGTCTGC 
AACTCGACTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGG 
TCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGNNNGCCCAACGCCGGTGACCCAACCCTTCGGGG 
AGGGAGCCGTGTAAGGCAAAACCAATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCG 
GCTGGATCACCTCCT 


>gi|219846508|ref|NR_026100.1| Clostridium celerecrescens strain DSM 5628 16S ribosomal RNA, partial 
sequence 
ACNCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAAGCGATTTCANGGAAGTTTTCGGACGGAATTGA 
AATTGACTGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGGGATAACAGTTGGA 
AACGACTGCTAATACCGCATAAGCACACAGTGCCGCATGGTACGGTGTGAAAAACTCCGGTGGTATGAGA 
TGGACCCGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCGACGATCAGTAGCCGACCTGA 
GAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTA 
TCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCACTGCAAGTCTGGA 
GTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGGTGCTAGAGTGCAGGAGAGGTAAGTG 
GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGA 
CTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGAATACTAGGTGTTGGGGAGCAAAGCTCTTCGGTGCCGCCGCTAACGCAATAAGTATTCCACC 
TGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCGGAATGACCGGGATGTAACGATCCC 
TTCCCTTCGGGGCATTCCAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAGGTCAAGCTGGGCACTCTGGGGAGACTNCC 
AGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGT 
GCTACAATGGCGTAAACAAAGGGAGGCAAAGGAGCGATCTGGAGCAAACCCCAAAAATAACGTCTCAGTT 
CGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGT 
GAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAACGCCCGAAGTCAGTGA 
CCCACCCGTAAGGAGGGAGCTGCCGAAGGCGGGACTGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGT 
ATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum strain R91/1468 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGATGATATCACTGC 
TTGCAGTGATTGATTAGTGGCGAACGGGTGAGTAACACGTGAGGAACTTGCCCATGAGCGGGGGACAACA 
TTCGGAAACGGATGCTAATACCCCATAGGTGGATTGGTCGCATGACGAATTCATTAAAGGTGGCTTTGCT 


ACCACTCATGGATANTCGCGGCGTATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCAGTGATACGTA 
GCCGACTTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
AGGGAATCTTCCACAATGGGTGCAAACCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTCTTCGGATCG 
TAAAGCTCTGTTGTTAGAGAAGAACACGTGCTAGGTAACTACTAGCGCCTTGACGGTATCTAACCAGAAA 
GTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTATTGGGC 
GTAAAGGGAGCGCAGGCGTCTGTTTAGTCTAATGTGAAAGCCCACGGCTTAACCGTGGAACGGCATTGGA 
AACTGACAGACTTGAATGTAGAAGAGGAAAATGGAATTCCAAGTGTAGCGGTGGAATGCGTAGATATTTG 
GAGGAACACCAGTGGCGAAGGCGATTTTCTGGTCTAACATTGACGCTGAGGCTCGAAAGCGTGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGCTTTCCGGCCC 
TCGGTGCTGGAGCTAACGTATTAAGCACTCCGCCTGGGGATTACGACCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGACCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACTTACCAGCTCT 
TGACATCTTCTGACAACTCTAGAGATAGAGCGTTCTTCGGGGACAGAATGACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAAGCAGCGCAACCCTTGTTGTTAGTTGCCAGCA 
TTAAGTTGGGCACTTTAACGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCA 
TGCCCCTTATGAGCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGATCCCGCAAGGGCT 
AGCTAATCTTTCAAAGCCATTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGC 
TAGTAATCGCGAATCAGAATGTCGCGGTGAATCCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCAC 
GAGAGTTTGAAACACCCGAAGTCGGCCGGCCAACCCTATGGGAGGCAGCCGTCGAAGGTGGGTTGAATGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACC 


>gi|219846505|ref|NR_026097.1| Actinomyces hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial 
sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCACGGCCTTGGGGTTTTCCTTGGGGTTGGTG 
AGTGGCGAACGGGTGAGTAACACGTGAGTAACCTNCCCTCTTCTTTGGGATAACGGTCGGAAACGGNTGC 
TAATACTGGATATTCACACATTGTCGCATGGTGGTGTGTGGAAAGGTTTTTTCTGGTGGGGGATGGGCTC 
GCGGCCTATCAGCTTGTTGGTGGGGTGATGGCTTACCAAGGCTTTGACGGGTAACCGGCCTGAGAGGGTG 
ACCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAAT 
GGACGGAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCTCA 
TGGTCAAGCCGCAGCTTTGGGTTGTGGTGAGGGTAGTGGGTAAAGAAGCGCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGCGCGANCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTGG 
TTGCGTCTGCCGTGAAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGCCTGGCTTGAGTGCGG 
TAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG 
CGGGTCTCTGGCCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCATNCTGTAAACGTTGGGCACTAGGTGTGGGGGCCACCCGTGGTTTCCTGCGCCGTAGCTAACGCT 
TTAAGTNCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCCAGAGCC 
TCCAGAGATGGGGGTGCATTTGGTTGGGGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCACGTTGTGGTGGGGACTCG 
TGGGGGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAG 
GGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATGCTGTGAGGCGGAGCGAATCCCTTAAAG 
CTGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGGTGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACAC 
CCGAAGCNCATGGCCTAACCGGTTTTCCGGGGNGAGTGGTCGAAGGTGGGATTGGCGATTGGGACGAAGT 
CGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219846504|ref|NR_026096.1| Sinorhizobium saheli strain LMG 7837 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCGTGGCAATACGAGCGGCAGACGGGTGAG 
TAACGCGTGGGAATCTACCCTTTTCTACGGAATAACGCAGGGAAACTTGTGCTAATACCGTATGAGCCCT 
TCGGGGGAAAGATTTATCGGGAAAGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGG 
GTGTCTAGAGTCCGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGTCCGGAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCAGTTTACTGTTCGGTGGC 
GCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACAT 
CCCGGTCGCGGATACGAGAGATCGTATTCTTCAGTTCGGCTGGACCGGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCA 
TTTGGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTC 
GAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGC 
TAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGTTCTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGGTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACC 


>gi|219846503|ref|NR_026095.1| Capnocytophaga sputigena strain ATCC 33612 16S ribosomal RNA, partial 
sequence 

AGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGAGAGGTTAC 
CTTCGGGTAACCAAAACCGGCGCACGGGTGCGTAACGCGTATACAATCTGCCTTTCACATAGGGATAGCC 
CGAAGAAATTTGGATTAATACCTAATGGTATATAGGAGCGGCATCGTTTTTATATTAAAGCTACGGTGGT 


GAAAGATGAGTATGCGTTCTATTAGCTAGTTGGAGAGGTAACGGCTCCCCAAGGCGACGATAGATAGGGG 
TTCTGAGAGGGATGTCCCCCACACTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTGAGG 
AATATTGGACAATGGTCGGAAGACTGATCCAGCCATGCCGCGTGCAGGATGAAGGTCCTATGGATTGTAA 
ACTGCTTTTGTAAGGGAAGAATAAGGAGTACGTGTACTTTGATGACGGTACCTTACGAATAAGCATCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATCATTGGGTTTAAAGGG 
TCCGTAGGCGGGCTGATAAGTCAGAGGTGAAAGCGCTTAGCTCAACTAAGCAACTGCCTTTGAAACTGTC 
AGTCTTGAATGATTGTGAAGTAGTTGGAATGTGTAGTGTAGCGGTGAAATGCTTAGATATTACACAGAAC 
ACCGATAGCGAAGGCATATTACTAACAATTTATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCATGCTGTAAACGATGGATACTAGCTGTTTGGAGCAATCTGAGTGGCTAAGC 
GAAAGTGATAAGTATCCCACCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGTTTAAATGGGAAC 
TGACAGAGGTAGAGATACCTCCTTCTTCGGACAGTTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGC 
CGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGCCATTAGTTGCTAACGAGTCAAGTCGAG 
CCCTCTAGTGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTAC 
ATCTTGGGCTACACACGTGCTACAATGGCCGTTACAGAGAGCAGCCACTGCGCGAGCAGGAGCGAATCTA 
TAAAGACGGTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGA 
TATCAACCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAACCATGGAAGCTGGG 
GGTACCTGAAGACGGTCACCGCGAGGAGCTGTTTAGGGTAAAACTAGTGACTGGGGCTAAGTCGTAACAA 
GGTAGCCGTACCGGAAAGT 


>gi|219846502|ref|NR_026094.1| Capnocytophaga gingivalis strain ATCC 33624 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGAGAAGCCCT 
TTCGGGGGCAGAAACCGGCGCACGGGTGCGTAACGCGTATGCAACCTACCTTTCACAGGGGGATAGCCCG 
AAGAAATTTGGATTAATACCCCATAATATTATTGGATGGCATCATTTGATAATTAAAACTGCGGTGGTGA 
AAGATGGGCATGCGTCCTATTAGCTAGTTGGAGTGGTAACGGCACCCCAAGGCTACGATAGGTAGGGGTC 
CTGAGAGGGAGATCCCCCACACTGGTACTGAGACAGGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAA 
TATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGAATGCCTTATGGGTTGTAAAC 
TGCTTTTATATGGGAAGAATAAGGTGTACGTGTACATTGATGACGGTACCATATGAATAAGCATCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATTCGGAATCATTGGGTTTAAAGGGTC 
TGTAGGCGGGCTATTAAGTCAGAGGTGAAAGGTTTCAGCTTAACTGAGAAATTGCCTTTGATACTGGTAG 
TCTTGAATATCTGTGAAGTTCTTGGAATGTGTAGTGTAGCGGTGAAATGCTTAGATATTACACAGAACAC 
CGATTGCGAAGGCAGGGGACTAACAGACAATTGACGCTGAGAGACGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGCTGTTTGGCGCAAGCTGAGTGGCTAAGCGA 
AAGTGATAAGTATCCCACCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGTTTAAATGGGGACTG 
ACAGGTGTAGAGATACGCCCTTCTTCGGACAGTTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCG 
TGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTATTGTTAGTTACCAGCACGTAAAGGTGGGGA 
CTCTAGCAAGACTGCCGGTGTAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACAT 
CTTGGGCTACACACGTGCTACAATGGTCGTTACAGAGAGCAGCCACTGCGCGAGCAGGAGCGAATCTATA 
AAGACGATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATA 
TCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAG 
TACCTGAAGTCGGTCACCGCAAGGAGCTGCCTAGGGTAAAACCAGTGACTGGG 


>gi|219846500|ref|NR_026092.1| Mycobacterium hiberniae strain ATCC 9874 16S ribosomal RNA, partial 
sequence 
GCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCT 
GCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCGCGCGCTTCATGGTGTG 
TGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCTATCAGCTTGTTGGTGGGGTAATGGCCTACCA 
AGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATG 
ACGGCCTTCGGGTTGTAAACCTCTTTCAGTATCGGCGAAGCTCCGTGGTTTTCTGCGGGGTGACGGTAGG 
TACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGA 
ATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTCCGTGAAAACTCACAGCTTAACTGTGGG 
CGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGC 
GCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAG 
CGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTT 
CCTTCCTTTAGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAA 
GAACCTTACCTGGGTTTGACATGCACAGGACGCCGGTAGAGATATCGGTTCCCTTGTGGCCTGTGTGCAG 
GTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGC 
TGCGATCCCGTGAGGGTTAGCGAATCCTTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACC 
CCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTGGGAGGGAG 


>gi|219846499|ref|NR_026091.1| Planococcus kocurii strain NCIMB 629 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAAGANGT 
GAACGTTGCTCCCATTGTTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGA 
TAACTCCGGGAAACCGGTGCTAATACCGAATAGTTTGCGGCCTCTCCTGAGGCTGCACGGAAAGACGGTT 
TCGGCTTTCACTTNCAGAATGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGAC 
GATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 


GCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTTT 
TCGGATCGTAAAACTCTGTTGTGAGGGAAGAACAAGTACCAAGTAACTACTGGTACCTTGACGGTACCTC 
ACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGCGCGCGCAGGCGTTCCTTAAAGTCCGATGTGAAAGCCCACGGCTCAACCGTGGAGG 
GTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGT 
AGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGT 
TTCCGCCCCTTAGTGCTGCANTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCAGGTCTTGACATCCCACTGACCGGTGTAGAGATACGCTTTTCCTTCGGGGACAGTGGTGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATC 
TTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGNTACAAAGGGCTGCAA 
CCCCGCGAGGGCAAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATG 
AAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCACGAGAGTTTGTAACNCCC 


>gi|219846498|ref|NR_026090.1| Planococcus citreus strain NCIMB 1493 16S ribosomal RNA, partial sequence 
GAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGATAGT 
GGAGCTTGCTCCATTATCTTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGG 
ATAACTCCGGGAAACCGGTGCTAATACCGNATAGTTTGCGGCCTCTCATGAGGCTGCACGGAAAGACGGT 
TTCGGCTNTCACTNACAGAATGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCA 
CGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTT 
TTCGGATCGTAAAACTCTGTTGTGAGGGAAGAACAAGTACCAAGTAACTACTGGTACCTTGACGGTACCT 
CACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAA 
TTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCG 
TAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATNCCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCANTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCAGGTCTTGACATCCCGCTGACCGCCTAGGAGACTAGGCTTTTCCTTCGGGGACAGCGGTGACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGA 
TCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGC 
AAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCA 
TGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCACGAGAGTTTGTAACACCC 


>gi|219846497|ref|NR_026089.1| Aeromonas bestiarum strain : CIP 7430 16S ribosomal RNA, partial sequence 
GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAA 
AGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGGATCTGCCCAGTCGAGGG 
GGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTT 
TCGCGATTGGATGAACCCAGGTGGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCCT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTT 
GTAAAGCACTTTCAGCGAGGAGGAAAGGTTGGCGCCTAATACGTGTCAACTGTGACGTTACTCGCAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATT 
TAAAACTGTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGAT 
CTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGAGA 
CGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTG 
GCCTTGACATGTCTGGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAATCAGAACACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTG 
CCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCTAG 
CGATAGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTC 
GGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGA 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAA 


>gi|219846496|ref|NR_026088.1| Alloiococcus otitis strain NCFB 2890 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGCCAAATCTTC 
CTGCTTGCAGGAAGAGGCGGAGTGGCGAACGGGTGAGTAACACGTGAGGAACTTGCCCATAAGAGGGGGA 
TAACACCCGGAAACGGGTGCTAATACCGCATAAGTTTTCCCAGTGCATGCTGGGAAAATAAAAGGTGGCT 
CTNTACCGCTTATGGATANNTCGCGGCGCATTAGCTAGTTGGTAGGGTANAGGCCTACCAAGGCCATGAT 
GCGTAGCCGACTTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCA 
GCAGTAGGGAATCTTCCACAATGGGTGCAAGCCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGACTTCG 
GTTCGTAAAGCTCTGTTGTTGGGGAAGAACACGGATAGGAGTCACTGCCTATCCCTTGACGGTACCCAAC 
CAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTA 


TTGGGCGTAAAGCGAGCGCAGGCGGTCCGGTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACGG 
CATTGGAAACTGGCGGACTTGAATGTAGCAGAGGAAAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAG 
ATATATGGAGGAACACCAGTGGCGAAAGCGACTTTCTGGGCTATGATTGACGCTGAGGCTCGAAAGCGTG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTT 
CCGCCCTTCAGTGCTGGAGTTAACGCATTAAGCACTCCGCCTGGGGATTACGACCGCAAGGTTGAAACTC 
AAAAGAATTGACGGGGGACCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCAGCTCTTGACATCTTCTGCTAGCTTCAGAGATGAAGCGTTCCCTTCGGGGACAGAATGACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTGTT 
AGTTGCCAGCATTGAGTTGGGCACTCTAGCAAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGATGACG 
TCAAATCATCATGCCCCTTATGAGCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTGGCGAGA 
CCGCGAGGTTTAGCTAATCTCCCAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAA 
GTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATTCGTTCCCGGGTCTTGTACACACCGCC 
CGTCACACCACGAGAGTCTGAAACACCCGAAGCCGGCCGGGCAACCATTTGGAGCCAGCCGTCGAAGGTG 
GGTTGGATGATTGGGGTNAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCT 


>gi|219846495|ref|NR_026087.1| Mycobacterium gadium strain 1066 16S ribosomal RNA, partial sequence 


TTGTTTGGAGAGTTTGATTCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGG 
AAAGGCCTTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGG 
GATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACTACGCGATGCATGTCGTGTGGTGGAAAGCTTT 
TGCGGTGTGGGATGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGT 
AGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTG 
TAAACCTCTTTCGGTGCCGACGAAGCGCAAGTGACGGTAGGCATAGAAGAAGGACCGGCCAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGG 
TTTGTCGCGTTGTTCGTGAAAACTCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTTGAGTA 
CTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGA 
AGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTACTAACG 
CATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCGCACAA 
GCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGC 
CGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTC 
GTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCA 
GGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAA 
AGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGG 


>gi|219846494|ref|NR_026086.1| Mycobacterium komossense strain Ko2 16S 
TTGTTTGGAGAGTTTGATTCTNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGG 
TAAGGCCCTTTCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCG 
GGATAAGCTTGGGAAACTGGGTCTAATACCGGATATGACCATGGACTTCACGGTTTGTGGTGGAAAGCTT 
TTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGG 
GTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGCAAGCCTNATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGTAGGGACGAAGCGCAAGTGACGGTACCTATAGAAGAAGCACCGGCCAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGG 
TNGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGA 
GTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGG 
CGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCT 
AACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGCGGAGCATGTGGATTAATTCGATGNAACGCGAAGAACCTTACCTGGGTTTGACATGCACAG 
GACGCGCCTAGAGATAGGTGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGG 
GACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAT 
GTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCT 
TTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGC 
AGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGG 
TAACACCCGAAGCCGGTGGCCTAACCCCTAAGGAGGGAGCCGTCGAAGGTGGGATCGGCGAT 


ribosomal RNA, partial sequence 


>gi|219846493|ref|NR_026085.1| Fusobacterium periodonticum strain EK1-15 16S ribosomal RNA, partial 


sequence 

GGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCTCNCNGTTAGGGACAACATTTGGAAACGAATG 
CTAATNCCTNATATTATGATTTTAGGGCATCCTAAGATTATGAAAGCTATATGCGCTGTGAGAGAGCTTT 
GCGTCCCATTAGCTAGTTGGAGAGGTAACGGCTCACCAAGGCGATGATGGGTAGCCGGCCTGAGAGGGTG 
AACGGCCACAAGGGGACTGAGACNCGGCCCNNNCTCCTACGGGAGGCNGCNGTGGGGAATATTGGACAAT 
GGACCAANAGTCTGATCCAGCNATTCTGTGTGCNCGATGACGTTTTTCGGAATGTAAAGTGCTTTCAGTT 
GGGAAGAAAAAAATGACGGTACCAACAGAAGAAGTGACGGCTAAATACGTGCCAGCAGCCGCGGTAATAC 
GTATGTCACNAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTATGTAAGTCTGATGTG 
AAAATGCAGGGCTCAACTCTGTATTGCGTTGGAAACTGCATAACTAGAGTACTGGAGAGGTAAGCGGAAC 
TACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTGGACAGA 
TACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 


GATGATTACTAGGTGTTGGGGGTCGAACCTCAGCGCCCAAGCTAACGCGATAAGTNATCCGCCTGGGGAG 
TACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGACGNAACGCGAGGAACCTTACCAGCGTTTGACATCTTAGGAATGAGACAGAGATGTTTCAGTGTCTTC 
GGGGAAACCTAAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTNTCGTATGTTACCATCATTAAGTTGGGGACTCATGCGATACTGCCTGCGATGA 
GCAGGAGGAAGGTGGGGATGACGTNAAGTCATCATGCCCCTNATACGCTGGGCTACACACGTGCTACAAT 
GGGTAGTACAGAGAGTCGCAAAGCCGCGAGGTGGAGCTAATCTCAGAAAACTNTTCTTAGTTCGGATTGT 
ACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACG 
TTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAACC 
G 


>gi|219846492|ref|NR_026084.1| Fusobacterium nucleatum subsp. animalis strain NCTC 12276 16S ribosomal 
RNA, partial sequence 
GGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCTCACAGCTAGGGACAACATTTAGAAATGAATG 
CTAATNCCTNATATTATGATTTTAAGGCATCTTAGAATTATGAAAGCTATAAGCACTGTGAGAGAGCTTT 
GCGTCCCATTAGCTAGTTGGAGAGGTAACAGCTCACCAAGGCGATGATGGGTAGCCGGCCTGAGAGGGTG 
AACGGCCACAAGGGGACTGAGACACGGCCCNNNCTCCTACGGGAGGCNGCAGTGGGGAATATTGGACAAT 
GGACCGAGAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTTTTTCGGAATGTAAAGTGCTTTCAGTT 
GGGAAGAAAGAAATGACGGTACCAACAGAAGAAGTGACGGCTAAATACGTGCCAGCAGCCGCGGTAATAC 
GTATGTCACGAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTATGTAAGTCTGATGTG 
AAAATGCAGGGCTCAACTCTGTATTGCGTTGGAAACTGTATAACTAGAGTACTGGAGAGGTAAGCGGAAC 
TACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTGGACAGA 
TACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGATTACTAGGTGTTGGGGGTCGAACCTCAGCGCCCAAGCTAACGCGATAAGTNATCCGCCTGGGGAG 
TACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGACGNAACGCGAGGAACCTTACCAGCGTTTGACATCTTAGGAATGAGATAGAGATNTTTCAGTGTCTTC 
GGGGAAACCTAAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTNTCGTATGTTACCATCATTAAGTTGGGGACTCATGCGATACTGCCTNCGATGA 
GTAGGAGGAAGGTGGGGATGACGTNNAGTCATCATGCCCCTNATACGCTGGGCTACACACGTGCTACAAT 
GGGTAGAACAGAGAGTTGCAAAGCCGTGAGGTGGAGCTAATCTCAGAAAACTNTTCTTAGTTCGGATTGT 
ACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACG 
TTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAACC 
G 


>gi|219846491|ref|NR_026083.1| Fusobacterium nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, 
partial sequence 
GGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCTCACNGGTAGGGACAACATTTGGAAACGAATG 
CTAATNCCTNATATTATGATNATAGGGCATCCTNTAATTATGAAAGCTATAAGCGCTGTGAGAGAGCTTT 
GCGTCCCATTAGCTAGTTGGAGAGGTAACGGCTCACCAAGGCGATGATGGGTAGCCGGCCTGAGAGGGTG 
ATCGGCCACAAGGGGACTGAGACACGGCCCNNACTCCTACGGGAGGCNGCNGTGGGGAATATTGGACAAT 
GGACCGAGAGTCTGATCCAGCNATTCTGTGTGCACGATGAAGTTTTTCGGAATGTAAAGTGCTTTCAGTT 
GGGAAGAAACAAATGACGGTACCAACAGAAGAAGTGACGGCTAAATACGTGCCAGCAGCCGCGGTAATAC 
GTATGTCACNAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTATGTAAGTCTGATGTG 
AAAATGCAGGGCTCAACTCTGTATTGCGTTGGAAACTGTATAACTAGAGTACTGGAGAGGTAAGCGGAAC 
TACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTGGACAGA 
TACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGATTACTAGGTGTTGGGGGTCGAACCTCAGCGCCCAAGCTAACGCGATAAGTAATCCGCCTGGGGAG 
TACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCGCACAAGCGGTGGAGCATNTNGTTTAATT 
CGACGNAACGCGAGGAACCTTACCAGCGTTTGACATCTTAGGAATGAGACAGAGATNTNTCAGTGTCTTC 
GGGGAAACCTAAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTNTCGTATGTTACCATCATTAAGTTGGGGACTCATGCGATACTGCCTNCGATGA 
GTAGGAGGAAGGTGGGGATGACGTNAAGTCATCATGCCCCTNATACGCTGGGCTACACACGTGCTACAAT 
GGGTAGAACAGAGAGTCGCAAAGCTGTGAAGTGGAGCTAATCTCAGAAAACTNTTCTTAGTTCGGATTGT 
ACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACG 
TTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAACC 
G 


>gi|219846490|ref|NR_026082.1| Mycobacterium avium subsp. paratuberculosis strain 5617 16S ribosomal RNA, 
partial sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCTTCGGAGGTACTCGAGTGGCGAACGGGTG 
AGTAACACGTGGGCAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGA 
CCTCAAGACGCATGTCTTCTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTT 
GGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCA 
GCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGGTCCGGGTTT 
TCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGNTAATACGTAGG 
GTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATC 
TCACGGCTTAACTGTGAGCGTGCGGNCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGNCGTAAACGGTG 
GGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGA 
GTACGGNCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGNCCGCACAAGCGGCGGAGCATGTGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCT 


TGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGCCGGTACAAAGGGCTGCGATGCCGTAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATTG 
GGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAAC 
CCTTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGC 


>gi|219846489|ref|NR_026081.1| Mycobacterium simiae strain 3015 16S ribosomal RNA, partial sequence 
GGCGGCGTGCTTAACANATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTG 
AGTAACACGTGGGTAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGA 
CCACTTGGCGCATGCCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTT 
GGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACT 
GAGATACGGCCCAGACTNCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCA 
GCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGAC 
GGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTG 
TCNGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACCGGGGGCTTAAC 
CCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTG 
GAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCNGTAAACGGTGGGTACTAGGTGT 
GGGTTTCCTTCCTTGGAATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGNCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACG 
CGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGT 
GCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAA 
GGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACT 
CGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCTTTTGGAGGGA 
GCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGG 
ATCACCTCCTTTCT 


>gi|219846488|ref|NR_026080.1| Mycobacterium szulgai strain ATCC 35799 16S ribosomal RNA, complete 
sequence 
GGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGNCCCCTTCGGGNTACTCGAGTGGCGAACGGGTGA 
GTAACACGTGGGTAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGAC 
CCCGAGGCGCATGCCTTGGGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTG 
GTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTG 
AGATACGGCCCAGACTCNTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAG 
CGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGGTCCGGGTTTT 
CTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCT 
CACGGCTTAACTGTGAGCGTGCGGNCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTG 
GTGTAGCNGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGNCGTAAACGGTGG 
GTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAG 
TACGGCNGCAAGGCTAAAACTCAAAGGAATTGACGGGGGNCCGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTT 
GTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATG 
GCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGG 
GGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACC 
CTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 


>gi|219846487|ref|NR_026079.1| Neisseria gonorrhoeae strain NCTC 83785 16S ribosomal RNA, complete 
sequence 
TGAACATAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGGACGG 
CAGCACAGGGAAGCTTGCTTCTCGGGTGGCGAGTGGCGAACGGGTGAGTAACATATCGGAACGTACCGGG 
TAGCGGGGGATAACTGATCGAAAGATCAGCTAATACCGCATACGTCTTGAGAGGGAAAGCAGGGGACCTT 
CGGGCCTTGCGCTATCCGAGCGGCCGATATCTGATTAGCTGGTTGGCGGGGTAAAGGCCCACCAAGGCGA 
CGATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCC 
TTCGGGTTGTAAAGGACTTTTGTCAGGGAAGAAAAGGCTGTTGCCAATATCGGCGGCCGATGACGGTACC 
TGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGA 
ATTACTGGGCGTAAAGCGGGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTCAACCCGGGA 
ACTGCGTTCTGAACTGGGTGACTCGAGTGTGTCAGAGGGAGGTGGAATTCCACGTGTAGCAGTGAAATGC 
GTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGTTCATGTCCGAAAG 
CGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGCA 
ACTTGATTGCTTGGTAGCGTAGCTAACGCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAAC 
CTTACCTGGTTTTGACATGTGCGGAATCCTCCGGAGACGGAGGAGTGCCTTCGGGAGCCGTAACACAGGT 


GCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTC 
ATTAGTTGCCATCATTCGGTTGGGCACTCTAATGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCC 
AAGCCGCGAGGCGGAGCCAATCTCACAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCAT 
GAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGGGATACCAGAAGTAGGTAGGGTAACCGCAAGGAGTCCGCTTACCACG 
GTATGCTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCT 
TTCT 


>gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa strain DSM 50071 16S ribosomal RNA, complete 
sequence 
GAACTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCAGCAGGGGCCTTCAACACATGCAAGTCGAG 
CTTATGAAGGGAGCTTGCCTTGGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGT 
GGGGGATAACGTCCGGAAACGGCCGCTAATACCGCATACGTCCTGAGGGAGAAAGTCGGGGATCTTCGGA 
CCTCACGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGAT 
CCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCG 
GATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAGTTAATACCTTGCTGTTTGACGTTACCAACAG 
AATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTAC 
TGGGCGTAAAGCGCGCGTAAGTGGTTCAGCAAGCTTGATGTGAAATCCCCGGGCTCAACCTGGGAACTGC 
ATCCAAAAGCTACTGAGCTAGAGTACGGTAGAGGTGGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGA 
TATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGTACTGACACTGAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGATCCTTGA 
GATCTTAGTGGCGCACGTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACC 
TGGCCTTGACATGCTGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACAGAGACACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGT 
TACCAGCACCTCGGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCC 
GCGAGTGGGAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGT 
CGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTCCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTGCTCCAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACGGAGTG 
ATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTA 


>gi|219846485|ref|NR_026077.1| Geobacter pelophilus strain Dfr2 16S ribosomal RNA, partial sequence 
TGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGTTAAGGGGCTTGCTCCTT 
AACTTAGTGGCGCACGGGTGAGTAACGCGTGGATAATCTGCCCGATGCTCAGGGATAACATCTCGAAAGG 
GGTGCTAATACCTGATAAGCCCACGGACTCTTCGGAGTTTGCGGGAAAAGGGGGGGACCTTCGGGCCTCC 
CGACATCGGATGAGTCCGCGTCCCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGGGTA 
GCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCTTTGGGTCG 
TAAAGCTCTGTCAGAGGGAAAGAAATGTGTGCGGTTAATAGCCGTTACACTTGACGGTACCCTCAAAGGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTGTTCGGAATTATTGGG 
CGTAAAGCGCGTGTAGGCGGCTTATTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAAGTGCATTG 
GATACTGGTAGACTTGAGTACGGGAGAGGGCAGTGGAATTCCCAGTGTAGGAGTGAAATCCGTAGATATT 
GGGAGGAACACCGGTGGCGAAGGCGGCTGCCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAGGTGTTGCGGGTATTGACCC 
CTGCAGTGCCGTAGCTAACGCATTAAGTACTCCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTG 
GGCTTGACATCTACGGAACCTTGTGGAAACACAGGGGTGCCTTCGGGAGCCGTAAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCCTAGTTG 
CCATCATTAAGTTGGGCACTCTAAGGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGAGTTGCGATACCGCG 
AGGTGGAGCTAATCTCATAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCACGGGAGTCGATTGGTCCCGAAGTGCGTGAGC TAACCCGCAAGGGAGGCAGCGTCCTAAGGAATGG 
TCGGT 


>gi|219846484|ref|NR_026076.1| Geobacter bremensis strain Dfrl 16S ribosomal RNA, partial sequence 
TGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCAGAGCTTGCTCTGGT 
GAGAGTGGCGCACGGGTGAGTAACGCGTGGATAACCTGCCCTGGTATCTGGAATAACATCTCGAAAGGGG 
TGCTAATACCGGATAAGCCTACGGAGCCCTCGGTCTCTGCAGGAAAAGGTGGCCTCTATTTATAAGCTAC 
CGTATCAGGATGGGTCCGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCTACGATGGTTA 
GCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCG 
TAAAGCTCTGTCAGAAGGGAAGAAATGGGGCTGGCTAATATCCAGTTTCCTTGACGGTACCTTCAAAGGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGATTTATTGGG 
CGTAAAGCGCGTGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATTG 
GATACTGGGAGACTTGAATACGGGAGAGGGTAGTGGAATTCCTAGTGTAGGAGTGAAATCCGTAGATATT 
AGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAGGTGTTGCGGGTATTGACCC 
CTGCAGTGCCGCAGCTAACGCATTAAGTTCTCCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTG 


GGCTTGACATCTGCGGAACCTCCCCGAAACGGGAGGGTGCCTTCGGGAGCCGCAAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTG 
CCATCATTYAGTTGGGCACTCTAAGGAGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGAGCAGCGATACCGCG 
AGGTGGAGCCAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGG 
AATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCACGGGAGTCGGTTGGTCCCGAAGTGCGTGAGCTAACCCGCAAGGGAGGCAGCGTCCTAAGGAATGG 
CCGGT 


>gi|219846483|ref|NR_026075.1| Anaerobiospirillum succiniciproducens strain S411 16S ribosomal RNA, 
partial sequence 
GCTGGCGGCAGGCCTAATACATGCAAGTCGAACGGTAACAGCAGAGAGCTTGCTCTTTGGCTGACGAGTG 
GCGGACGGGTGAGTAAGGCTTGGGAATCTGCCTGGTAGTGGGGGACAACAGTTGGAAACGACTGCTAATA 
CCGCATACTCCCTTCGGGGGAAAGACTTCGGTTGCTATCAGATGAGCCCAAGTGGGATTAGCTAGTAGGT 
GAGGTAAAGGCTCACCTAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCC 
ATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGGGAGGAAACACTGACGTTACC 
CACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGA 
ATAACTGGGCGTAAAGGGCATGTAGGCGGAAAGGTAAGTAGGATGTGAAATACCCGGGCTCAACCTGGGT 
TGGTCATTCTAAACTGCCTTTCTAGAGTATTGCAGAGGGAGATGGAATTTCAGGTGTAGCGGTGGAATGC 
GTAGATATCTGAAAGAACACCAGAGGCGAAGGCGGTCTCCTGGGCAAATACTGACGCTGAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTAGGAGCTTGAAC 
TTCGGTTTGGGTTCCGCAGCTAACGCGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTC 
AAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCTGACCTTGACATCGTAGGAATCTTTYAGAGATRAGAGAGTGCCTTCGGGAACCTACAGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTT 
TGTTGCCAACAGGTAAAGCTGGGAACTCAAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTAGGGATGA 
CGTCAAGTCATCATGGCCCTTACGGTCAGGGCTACACACGTGCTACAATGGGGCGTACAGAGGGAAACGA 
TACCGTGAGGTGGAGTGGAACCCACAAAGCGTCCCGCAGTTCGGATTGGAGTCTGCAACTCGACTCCATG 
AAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGGGAGCGGATTGCACCAGAAGTAGTTAGCTTAACCGAAAGGAGGGCGATTACCACGG 
TGTGGTCTGTGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGTTGGATCACCTCC 


>gi|219846482|ref|NR_026074.1| Helicobacter rodentium strain MIT 95-1707 16S ribosomal RNA, partial 
sequence 
TCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTCTAGCTTGCTAGAGTGG 
ATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCTTTAGTCTAGGATAGCCATTGGAAACGAT 
GATTAATACTGGATACTCCCTACGGGGGAAAGTTTTTCGCTAAAGGATCAGCCTATGTCCTATCAGCTTG 
TTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGAACGGACACACTGGAA 
CTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAG 
CAGCAACGCCGCGTGGAGGATGAAGGTTTTCGGATTGTAAACTCCTTTTCTAAGAGAAGATTATGACGGT 
ATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTC 
GGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGATAGCAAGTCAGATGTGAAATCCTATGGCTTAACCAT 
AGAACTGCATTTGAAACTGTTATTCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAA 
TCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATAACTGACGCTGATGCGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTTGC 
GAGGCTTGTCCTTGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACACGAAG 
AACCTTACCTAGGCTTGACATTGATAGAATCCGCTAGAGATAGTGGAGTGCTAGCTTGCTAGAACTTGAA 
AACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTCCTTAGTTGCTAACTATTCGGTAGAGCACTCTAAGGAGACTGCCTTCGCAAGGAGGAGGAAGGT 
GAGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGAAGTACAAAG 
AGATGCAATATTGTGAAATGGAGCAAATCTTAAAAACTTCTCTCAGTTCGGATTGTAGTCTGCAACTCGA 
CTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCTATGCTACGGTGAATACGTTCCCGGGTCTTGT 
ACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGAATGCCAAACTGGCTACCGCCCAC 
GGCGGATGCAGCGACTGGGGTGA 


>gi|219846481|ref|NR_026073.1| Mycobacterium duvalii strain ATCC 43910 16S ribosomal RNA, partial 
sequence 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGT 
ACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACT 
GGGTCTAATACCGAATACACCCTGCTGGTCGCATGGCCTGGTGGGGGAAAGCTTTTGCGGTGTGGGATGG 
GCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCG 
CCAGGGACGAAGAGAGATTGACGGTACCTGGAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGT 
TCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATG 


TCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACAC 
ATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCA 
GTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCG 
GTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGG 
TAGCCGTACCGGAAGGTGCGGCTGGATCACCT 


>gi|219846480|ref|NR_026072.1| Streptomyces thermocarboxydus strain AT37 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCG 
AACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACC 
GGATACTGATCGCCTTGGGCATCCTTGGTGATCGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTAT 
CAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAG 
CCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGC 
GAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCG 
CGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCG 
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCCGTAGGGGAGATCGGAATTCCTGGT 
GTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGAC 
GCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGC 
ACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTC 
GACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCCAGAGATGGGCGCCCCCTTGT 
GGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGT 
CAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTAC 
AATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGAT 
TGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCA 
ACCCCCTTGTGGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846479|ref|NR_026071.1| Streptomyces thermocarboxydovorans strain AT52 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCCTTCGGGGGTGGATTAGTGG 
CGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATA 
CCGGATACGACCACTTGAGGCATCTCATGGTGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCT 
ATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAA 
GCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
CGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCC 
CGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGG 
GCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAAT 
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACACCCAGAGATGGGTGCCCCCTT 
GTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGG 
GTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCT 
ACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCC 
CAACCCCCTTGTGGGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGC 
CGTACCGGAAGGTGTGGCTGGATCACCTCCTT 


>gi|219846478|ref|NR_026070.1| Kitasatospora paracochleata strain M-13 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACTTGCAAGTCGAACGGTGAAGCCC 
TTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGAAATCTGCCCTGCACTCTGGGACAAGCCT 
TGGAAACGAGGTCTAATACCGGATATGACCTTCCTCTGCATGGGGGTTGGTGGAAAGCTCCGGCGGTGCA 
GGATGATCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCG 
CGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAGG 
GGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAA 


GTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGC 
GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACGCCGGAAACTGGTA 
GAGATATCAGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCGAGTAATGTCGGGGACTCACAGG 
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
GCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGCGAGGCGGAGCGAATCCCAAAAAGCCGG 
CCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCAT 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAA 
GCCGGTGGCCTAACCCGTAAGGGGAGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGTAACA 
AGGTA 


>gi|219846477|ref|NR_026069.1| Kitasatospora mediocidica strain IFO 14789 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCC 
TTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGAAATCTGCCCTGCACTCTGGGACAAGCCT 
TGGAAACGAGGTCTAATACCGGATATGACCTGTCCTCGCATGGGGATGGGTGGAAAGCTCCGGCGGTGCA 
GGATGATCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
CGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTCGTAAACCT 
CTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCA 
CGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAGG 
GGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAA 
GTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGC 
GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGACCA 
GAGATGGTCGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGAC 
TCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGCGAGGCGGAGCGAATCCCAAA 
AAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGA 
TCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCGTAAGGGGAGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGT 
CGTAACAAGGTA 


>gi|219846476|ref|NR_026068.1| Kitasatospora azatica strain OS-3256 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCC 
TTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCC 
TGGAAACGGGGTCTAATACCGGATATGACCTGGGACCGCATGGTTCTGGGTGTAAAGCTCCGGCGGTGCA 
GGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACAGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCG 
CGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAGG 
GGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAA 
GTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGC 
GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATATCGGAAACGGCTA 
GAGATAGTCGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCACGCCTTTCGGGGTGGTGGGGAC 
TCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGCGAGGCGGAGCGAATCCCAAA 
AAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGA 
TCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCCTTGGGAGGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGTC 
GTAACAAGGTA 


>gi|219846474|ref|NR_026066.1| Rhizobium mongolense strain USDA 1844 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAG 
TAACGCGTGGGAACGTACCCTTTACTACGGAATAACGCAGGGAAACTTGTGCTAATACCGTATGTGCCCT 
TCGGGGGAAAGATTTATCGGTAAGGGATCGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCCCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGG 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACT 
GGGTGTCTGGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGCAAACGATGAATGTTAGCCGTCGGCAAGTTTACTTGTCGGTG 
GCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 


GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGAC 
ATGCCCGGCCACCTACAGAGATGTAGGGTTCCCTTCGGGGACCGGGACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATT 
CAGTTGGGCACTCTAAGGGGACTGCCGGTGATAACCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGA 
GCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTCCAACTCGAGTGCATGAAGTTGGAATCGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGGTCAGCGACTG 
GGGTGAAGTCGTAACAAGGTA 


>gi|219846473|ref|NR_026065.1| Helicobacter salomonis strain Inkinen 16S ribosomal RNA, partial sequence 
TCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCCTAGCTTGCTAGGTGGAT 
TAGTGGCGCACGGGTGAGTAACGCATAGATGACATGCCCTTTAGTTTGGGATAGCCACTAGAAATGGTGA 
TTAATACCAAATACTACCCTACGGGGGAAAGATTTATCGCTAAAGGATTGGTCTATGTCCTATCAGCTTG 
TTGGTGAGGTAAAGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGAACGGACACACTGGAA 
CTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGCAAGCCTGAAG 
CAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTCAGAGAAGATAATGACGGT 
ATCTGACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTC 
GGAATCACTGGGCGTAAAGAGTGCGTAGGCGGGGTTGTAAGTCAGNTGTGAAATCCTATGGCTTAACCAT 
AGAACTGCATTTGAAACTACAACTCTGGAGTGTGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAA 
TCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACAATACTGACGCTGATTGCACG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGATGCTAGTTGTTG 
GGGGGCTTTGTCCCCCCAGTAATGCAGCTAACGCCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACACGA 
AGAACCTTACCTAGGCTTGACATTGAAGGAATTTGCTAGAAATAGCGAAGTGTCTAGCTTGCTAGACCCT 
GAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCTTTCTTAGTTGCTAACAGGCATGCTGAGCTCTCTAAGAATACTGCCTGCGTAAGCAGGAGGAA 
GGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGGTGTACA 
AAGAGATGCAATGCCGCGAGGCTGAGCCAATCTTAAAAACATCTCTCAGTTCGGATTGCAGGCTGCAACT 
CGCCTGCATGAAGCTGGAATCGCTAGTAATCGCAAATCAGCCATGTTGCGGTGAATACGTTCCCGGGTCT 
TGTACTCACCGCCCGTCACACCATGGGAGTTGTGTTTGCCTTAAGTCAGGATGCTAAAGTAGCTACTGCC 
CACGGCACACACAGCGACTGGGGTGAAGTCGTAACAAGGTA 


>gi|219846472|ref|NR_026064.1| Methylocaldum szegediense strain OR2 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACAG 
CCGGGTAACCGGTGGGTGGCGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTTGTAGTGGGGGA 
TAACCCGGGGAAACTCGGGCTAATACCGCATACGCTCTATGGAGGAAAGCGGGGGACCTTCGGGCCTCGC 
GCTATGAGATGAGCCTACGTCCGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATCGGTAG 
CTGGTCTGAGAGGACGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGT 
AAAGCACTTTAAGCGGGGAAGAAAGGCGGGAGGCTAATACCCTCTTGCACTGACGTTACCTGCAGAATAA 
GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGC 
GTAAAGCGCGCGTAGGCGGTTTGTTAAGTCAGCTGTGAAAGCCCTGGGCTCAACCTGGGAATGGCAGTTG 
ATACTGGCGAGCTTGAGTGTGGTAGAGGGKTGTGGAATTTCCGGTGTAGCAGTGAAATGCGTAGAGATCG 
GAAGGAACACCAGTGGCGAAGGCGGCACCCTGGACCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGAACTAGCCGTTGGGCACAATTGAGTG 
TTTAGTGGCGCAGCTAACGCGATAAGTTCACCGCCTGGGGAGTACGGCCGCAACGTTAAAACTCAAATGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGG 
TCTTGACATCTGGGGAACCCTTGAGAGATCGAGGGGTGCCTTCGGGAGCCCCAAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTAGTTGC 
CAGCGTAAAGACGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGT 
CATCATGGCCCTTATGACCAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTAGCCAAGCCGTGA 
GGCGGAGCCAATCCCAGAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGCAGTCGGA 
ATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGTTGCACCAGAAGCAGGTAGTCTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGTTC 
ATGACTGGGGTGAAGTCGTAA 


>gi|219846471|ref|NR_026063.1| Methylocaldum gracile strain VKM-14L 16S ribosomal RNA, partial sequence 
AGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACAGCC 
GGGTAACCGGTGGGTGGCGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTTGTAGTGGGGGATA 
ACTCGGGGAAACTCGGGCTAATGCCGCATACGCTCTACGGAGGAAAGCGGGGGATCTTCGGACCTCGCGC 
TATGAGATGAGCCTACGTCCGATTAGCTAGTTGGCAGGGTAATGGCCTACCAAGGCGACNATCGGTACCT 
GGTCTGAGAGGACGATCAGCCACMCTGGAACTGANACACGGTCCAGACTCCTACGGGAGGCANCAGTGGG 
GAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGCCCTGCGGGTTGTAA 
AGCACTTTAAGCAGGGAAGAAAGGTGGGGTGTTAATACCATCTCACATTGACGTTACCTGCAGAATAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGCGCGTAGGCGGTTTGTTAAGTCAGCTGTGAAAGCCCCGGGCTTAACCTGGGAATGGCAGTTGAT 
ACTGGCGAGCTAGAGTGTGGTAGAGGGGTGTGGAATTTCCGGTGTAGCAGTGAAATGCGTAGAGATCGGA 
AGGAACACCAGTGGCGAAGGCGGCACCCTGGACCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGAACTAGCCGTTGGGCACAATCGAGTGTT 
TAGTGGCGCAGCTAACGCGATAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTC 
TTGACATGTCGCGAACCCTTGAGAGATCGAGGGGCGCCTTCGGGAGCGCGAACACAGGTGCTGCATGGCT 


GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTAGTTGCCA 
GCGTTGAGTCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCA 
TCATGGCCCTTATGACCAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTAGCCAAGCCGTGAGG 
CGGAGCCAATCTCACAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCACGAAGTCGGAAT 
CGCTAGTGATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGGTTGCACCAGAAGCAGGTAGTCTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGTTCAT 
GACTGGGGTGAAGTCGTAA 


>gi|219846470|ref|NR_026062.1| Methylocaldum tepidum strain LK6 16S ribosomal RNA, complete sequence 


AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACGG 
CCGGGTAACCGGTGGGTGGCGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTTGTAGTGGGGGA 
TAACTCGGGGAAACTCGGGCTAATACCGCATACGCTCTACGGAGGAAAGCGGGGGATCTTCGGACCTCGC 
GCTATGAGATGAGCCTACGTCCGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATCGGTAG 
CTGGTCTGAGAGGACGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGT 
AAAGCACTTTAAGCAGGGAAGAAAAGTGGGGGGCTAATACCCTCTCGCGTTGAAGTTACCTGCAGAATAA 
GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGC 
GTAAAGCGCGCGTAGGCGGTTTGTTAAGTCAGCTGTGAAAGCCCTGGGCTTAACCTGGGAACGGTAGTTG 
ATACTGGCAGGCTAGAGTGTGGTAGAGGGGTGTGGAATTTCCGGTGTAGCAGTGAAATGCGTAGAGATCG 
GAAGGAACACCAGTGGCGAAGGCGGCACCCTGGACCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGAACTAGCCGTTGGGCACAATTGAGTG 
TTTAGTGGCGCAGCTAACGCGATAAGTTCTCCNCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGG 
TCTTGACATGTCGGGAACCCTTGAGAGATCGAGGGGTGCCTTCGGGAACCCGAGCACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTAGTTGC 
CAGCGTTAAGTCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTATGACCAGGGCTACACACGTGCTACAATGGTCGGTACAGGGGGTAGCCAAGCCGTGA 
GCNGGAGCCAATCTCACAAAGCCGATNGTAGTCCGGATTGCAGTCTGCAACTCGACTGTATGAAGTCGGA 
ATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATCCCTGTGGGTTGCACCAGAAGCAGGTAGTCTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGTTC 
ATGACTGGGGTGAAGTCGTAA 


>gi|219846469|ref|NR_026061.1| Desulfotomaculum halophilum strain SEBR 
sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGAATTAT 
CGGAGAAATTTTCGAATGGATCTGATAATATCCTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTGC 
CTATCAGACTGGGATAACACCGGGAAACCGGTGCTAATACCGGATACAAACTTACTAACGCATGTTAGGA 
AGTTGAAAAGTTATTCGCTGATAGATGGATCCGCGTCCCATTAGCTAGTTGGTGGGGTAAAGGCCTACCA 
AGGCAACGATGGGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGAGGGAAG 
AAGGTTTTCGGATTGTAAACCTCTGTTCTATGGGAAGAAGAAGTGACGGTACCATAGGAGTAAGCCCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGG 
GCGCGTAGGCGGCCTATTAAGTTAGAGGTGAAAGGCCAGGGCTCAACCCTGGAGTTGCCTCTAAAACTGG 
CAGGCTTGAGTGCAGGAGAGGGAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAA 
CATTAGTGGCGAAGGCGGCTTCCTGGCCTGTAACTGACGCTGAAGCGCGAAAGCGTGGGTAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAACTGTTGGAGGTATCGACCCCTTCAGTG 
CTGCAGTTAACGCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAAGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGACTTGAC 
ATCCTCTGACTGACCTAGAGATAGGTAGTTCTCTTCGGAGACAGAGAGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACCGTTAGTTGCCAGCACG 
TGATGGTGGGAACTCTAGCGGAACTGCCGTTGACAAAACGGAAGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGTCCTGGGCAACACACGTGCTACAATGGTCTGTGCAGAGGGAAGCGAAGCCGCGAGGTGA 
AGCAAACCCCAAAAAGCAGATCTTAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAAGTCGGAATCGC 
TAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAC 
GAAAGTTGACAACACCCGAAGCCGGTGGTCTAACTACGGAAGAAACCGTCGAAGGTGGGGTTGATGATTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTA 


>gi|219846468|ref|NR_026060.1| Amaricoccus tamworthensis strain Benl03 
sequence 

TTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCATCCTTCGGGGTG 
AGCGGCGGACGGGTTAGTAACGCGTGGGAACGTGCCCTCTTTTACGGAATAGCCCAGGGAAACTTGGATT 
AATGCCGTATACGCCCGAAAGGGGAAAGATTTATCGGAGGAGGATCGGCCCGCGTTGGATTAGGTAGTTG 
GTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCAACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAG 
CCATGCCGCGTGATCGATGAAGGCCTTAGGGTTGTAAAGATCTTTCAGCTGGGAAGATAATGGCGGTACC 
AGCAGAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGA 
ATTACTGGGCGTAAAGCGCACGTAGGCGGATAGTTAAGTTAGAGGTGAAAGCCCAGGGCTCAACCCTGGA 
ACTGCCTTTAATACTGGCTGTCTAGAGATCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTC 
GTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGAGAGCTAGACGTCGGGTG 
GCTTGCCATTCGGTGTCGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACC 
TTACCATCCCTTGACTTGGATATCGCGGCCTCAGAGATGAGGCTTTCAGTTCGGCTGGATATCACACAGG 


3139 16S ribosomal RNA, partial 


16S ribosomal RNA, partial 


TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGC 
CTTTAGTTGCCAGCATTCAGTTGGGCACTCTAGAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGTGGTGACAGAGGGTAAT 
CCCTAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATC 
GCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAATTG 
GGTCTACCCGAAGGTGGTGCGCCAACCTCGCAAGAGGAGGCAGCCAACCACGGTAGGCTCAGTGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGT 


>gi|219846467|ref|NR_026059.1| Rhizobium giardinii strain H152 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAG 
GGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACTCAGGGAAACTTGT 
GCTAATACCGTATACGCCCTTCGGGGGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAG 
TTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGA 
CTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATC 
CAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGT 
ATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTC 
GGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCGATCAGTCAGGGGTGAAATCCCAGAGCTCAACTCT 
GGAACTGCCTTTGATACTGTCGATCTAGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAA 
TTCGTAGATATTCGGAGGAACACCAGTGGCGAGGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGG 
CAAGTTTACTTGTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGA 
ACCTTACCAGCTCTTGACATCCCGATCGCGGACAGTGGAGACATTGTCCTTCAGTTAGGCTGGATCGGTG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTG 
GGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGA 
GTGCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTTTTACTCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTA 
ACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 
CCTCCTT 


>gi|219846466|ref|NR_026058.1| Shewanella gelidimarina strain ACAM 456 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACACAA 
GGGAGCTTGCTCCTGAGGTGACGAGCGGCGGACGGGTGAGTAATACCTAGGTATCTGCCCAATCGAGGGG 
GATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTT 
CCGCGATTGGATGAACCTAGGCGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTT 
GTAAAGTACTTTCAGCGAGGAGGAAAGCTCAAGCGTTAATAGCGCTTGGGTGTGACGTTACTCGCAGAAG 
AAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATT 
TCGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGAT 
CTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCATGTACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACCCCCTAAACGATGTCTACTCGGAGTTTGGTGTCTTGAAC 
ACTGGGTTCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTA 
CTCTTGACATCCACAGAATTTTCCAGAGATGGATTAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTG 
CCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCA 
AGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTCGCAAAGCCG 
CGAGGTGTAGCTAATCCCACAAAGCCGGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTC 
GGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGGAGGGCGTTTACCACGGTGTG 
GTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGT 


>gi|219846465|ref|NR_026057.1| Shewanella frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACACNA 
GGGAGCTTGCTCCTGAGGTGACGAGCGGCGGACGGGTGAGTAATGCCTAGGGATCTGCCCAGTCGAGGGG 
GATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTT 
CCGCGATTGGATGAACCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCT 
AGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTT 
GTAAAGCACTTTCAGTAGGGAGGAAAGGTAATAGTTTAATAAAATATTGCTGTGACGTTACCTACAGAAG 
AAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTGCGCAGGCGGTTTGTTAAGCCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATT 
TGGAACTGGCGAACTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATAT 
CTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCATGCACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGACTTNGTC 
ACTGGGTTNCCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTA 
CTCTTGACATCCACAGAAGAGACCAGAGATGGACTTGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATG 


GCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTG 
CCAGCACGTAATGGTGGGAACTNTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCA 
AGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGTTGCAAAGCCG 
CGAGGTGGAGCTAATCNCACAAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTC 
GGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACTTCGGGAGAACGCTCACCACTTTGTGGT 
TCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGT 


>gi|219846464|ref|NR_026056.1| Glaciecola pallidula strain IC079 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGTTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGAAACATTT 
CTAGCTTGCTAGATGATGTCGAGTGGCGGACGGGTGAGTAATGCTGGGAAATTTGCCTTAGTGTGGGGGT 
TAACTATTGGAAACGATAGCTAATACCGCATAATACCTACGGGTCAAAGGGGGCTTCGGCTCCCGCGCTA 
AGAGAAGCCCAGGTGAGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGTTC 
TGAGAGGAAGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCA 
CTTTCAGTTGTGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTAACAACAGAAGAAGCACCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGCACGCAGGCGGTCTGTTAAGCTAGATGTGAAAGCCCCGCGCTCAACGTGGGATGGTCATTTAGAACTG 
GCAGACTAGAGTTTTGGAGAGGAGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGA 
ACATCAGTGGCGAAGGCGACTCTCTGGTCAATAACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACGG 
GATTAGATACCCCGGTAGTCCACACCGTAAACGCTGTCTACTAACTGTTTGTGGATTTAATCCGTGAGTA 
GTGAAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGAC 
ATACTAGAAACTTTTCAGAGATGAATTGGTACCTTCGGGGATCTAGATACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTATTTGCCAGCATT 
AAGTTGGGTACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
GCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGAGTACAAAGGGATGCAAACTGGTGACAGTAAG 
CGGACCCCTTAAAGCTNGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGTAGGTCAGCATACTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGATGCAAAAGAAGTAGTTAGTCTAACCTTCGGGAGGACGATTACCACTTTGTGTTTCATGACTG 
GGGTG 


>gi|219846463|ref|NR_026055.1| Colwellia psychrotropica strain ACAM 179 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACAGAGGGTAGCTTGCTACTTTGCTG 
ACGAGCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTATGGTGGGGGACAACAGTTGGAAACGACT 
GCTAATACCGCATAACGTCTACGGACCAAAGGAGGGGACTTTTCGGGCCTTTCGCCATTTGATTAGCCCA 
AGTGAGATTAGCTAGTAGGTGAGGTAAGGGCTCACCAAGGCGACGATCTCTAGCTGGTTTGAGAGGATGA 
TCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTTCACAATG 
GGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGT 
GAGGAAAGGTTAGTAGTTAATAGCTGCTAGCTGTGACGTTAACAACAGAAGAAGCACCGGCTAACTTCGT 
GCCAGCASCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTTCGTAGGC 
GGTTTGTTAAGCAAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTGAACTGGGTAACTAGAGT 
ACTGTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGNAAGGAACATCAGTGGCG 
AAGGCGGCCACCTGGACAGATACTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTTGTGGACTTGATCCGTGAGTGGCGCAGCTAACG 
CACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCACAGAAGA 
GACCAGAGATGGACTTGTGCCTTCGGGAACTGTGTGACAGGTGCTGCATGGCTGTCGNCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGGCAGCGCGTTATGGCGGGAA 
CTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGG 
GATGGGCTACACACGTGCTACAATGGNNNNTACAGAGGGNCGCAAAGCCGCGAGGTGGAGCTAATCTCAC 
AAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGG 
ATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTG 
CAAAAGAAGTGGGTAGTTTAACCTTCGGGAGAACGCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTC 
GTAACAAGGTAGCCGT 


>gi|219846462|ref|NR_026054.1| Mycobacterium bohemicum strain DSM 44277 16S ribosomal RNA, partial 
sequence 
AGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCT 
TCGGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTTCGGGATAAGCCT 
GGGAAACTGGGTCTAATACCGGATATGACCTCGAGGCGCATGCCTTGTGGTGGAAAGCTTTTGCGGTGTG 
GGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCACCATCGACGAAGGTCCGGGGTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTA 
GGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTA 
GAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGT 
GGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAG 
CTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCAC 


AGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCG 
GGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTT 
ATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATC 
CTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAAT 
CGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGT 
CGGTAACACCCGAAGCCAGTGGCCTAACCCTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGA 
CGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCAC 


>gi|219846461|ref|NR_026053.1| Dehalobacter restrictus strain PER-K23 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGATAGTTAATGAAGCTTGCGATTTAGC 
TATCTTAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTTAAGACCGGGACAACAGCTGGAAAC 
GGCTGCTAATACCGGATGTATTGTCCGAGAGGCATCTCTTGGAGAAGAAAGCTGGCCTCTGAAAATGCTA 
GCGCTTAGGGATGGACCCGCGTCTGATTAGCTAGTTGGTGGGGTAGCGGCCTACCAAGGCGACGATCAGT 
AGCCGGCCTGAGAGGGTAAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGAAGAAGGCCTTCGGGTT 
GTAAAATACTGTTGTTAGGGAAGAACGGCATCTGTGTAAATAATGCAGGTGATTGACGGTACCTAACGAG 
GAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTG 
GGCGTAAAGGGCGCGTAGGCGGCAATATAAGTCTGATGTGAAAGTGCGGAGCTTAACTCCGTAAAGCATT 
GGAAACTGTATGGCTTGAGGACAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGAT 
GTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCCGAAAGCGTGGGAGC 
GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTAGAGGGTATCGACCCC 
TTCTGTGCCGCAGTTAACACAATAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAG 
GCTTGACATCCAACTAATCCCGTAGAGATATGGGAGTGCCCTTCGGGGAAAGTTGAGACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATATTTAGTT 
GCTAACAGGTAAAGCTGAGAACTCTAGATAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGACGGTACAGACGGAAGCGAAGCC 
GCGAGGTGAAGCAAATCCGAGAAAGCCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGT 
CGGAATCGCTAGTAATCGCAGGTCAGCACACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCACGAAAGTTTGCAACACCCGAAGCCGGTGGGGTAACCGTAAGGAGCCAGCCGTCGAAGGTGGG 
GTAGATGATTGGGGTG 


>gi|219846459|ref|NR_026050.1| Brenneria salicis strain ATCC 15712 16S ribosomal RNA, partial sequence 
AACACATGCAAGTCGAGCGGCAGGCAAGGAAGCTTGCTTCCTTGCCGGCGAGCGGCGGACGGGTGAGTAA 
TGTCTGGGGATCTGCCCGATGGAGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAG 
ACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGAACCCAGATGGGATTAGCTAGTAGGCGGGGT 
AAAGGCCCACCTAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACG 
GTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATCGCACAATGGGGGAAACCCTGATGCAGCCATGCC 
GCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGCAGTGAACTTAATACGT 
TCGCTGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATC 
CCCGAGCTTAACTTGGGAACTGCATTTGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCA 
GGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACT 
GACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATG 
TCGACTTGGAGGTTGCGGTCTTGAACTGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGT 
ACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTGGCAGAGATGCTTTGGTGCCTTC 
GGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAA 
CCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATG 
GCGCATACAAAGAGAAGCGAACTTGCGAGAGTGAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGA 
GTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTT 
CGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGT 


>gi|219846458|ref|NR_026049.1| Erwinia persicina strain HK 204 16S ribosomal RNA, partial sequence 
AACACATGCAAGTCGAACGGTAGCACAGAGAGCTTGCTCTCGTGTGATGAGTGGCGGACGGGTGAGTAAT 
GTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTCGG 
ACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGT 
AACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACG 
GTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCC 
GCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTGGGGAGGAAGGCGATGAAGTTAATAACT 
TCGTCGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATC 
CCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCA 
GGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACT 
GACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
TCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGT 
ACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGATGCAACGCGAAGAACCTTACCTGGCCTTGACATCCACGGAATTTGGCAGAGATGCCTTAGTGCCTTC 
GGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAAGGAGACTGCCGGTGATAA 


ACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAAT 
GGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATCGG 
AGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCT 
TCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGT 


>gi|219846457|ref|NR_026048.1| Brenneria nigrifluens strain EN 101 16S ribosomal RNA, partial sequence 
AACACATGCAAGTCGAGCGGTAGCACAGGGGAGCTTGCTTCTGGGTGACGAGCGGCGGACGGGTGAGTAA 
TGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACCTCGCAA 
GAGCAAAGTGGGGGACCTTATGGCCTCACGCCATCGGATGTGCCCAGATGGGATTAGCTGGTAGGTGGGG 
TAAAGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACAC 
GGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGC 
CGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGCAACAAGCTTAATAAT 
CTTGTTGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTTGGATGTGAAAT 
CCCCGGGCTTAACCTGGGAACTGCATTCAAAACTGACAGGCTAGAGTCTCGTAGAGGGGGGTAGAATTCC 
AGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGAC 
TGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GTCGACTTGGAGGCTGTGGTCTTGAACCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAG 
TACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTCAGAAGAGACTGGAGACAGTCTTGTGCCTT 
CGGGAACTGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAA 
ACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAAT 
GGCGCATACAAAGAGAAGCGAACTTGCGAGAGTAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGG 
AGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGGTCAGAATGCTACGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCT 
TAGGGGGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGT 


>gi|219846456|ref|NR_026047.1| Pectobacterium wasabiae strain SR91 16S ribosomal RNA, partial sequence 
AACACATGCAAGTCGAGCGGTAGCACAGGAGAGCTTGCTCTCTGGGTGACGAGCGGCGGACGGGTGAGTA 
ATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTC 
GGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGAG 
GTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCTCACTGGAACTGAGACA 
CGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATG 
CCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGCAGTAAGGTTAATAA 
CCTTGCTGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTTGGATGTGAAA 
TCCCCGGGCTTAACCTGGGAACTGCATTCAAAACTGACAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTC 
CAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGA 
CTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGA 
TGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGA 
GTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGATGCAACGCGAAGAACCTTACCTACTCCTGACATCCACAGAATTTGGTAGAGATACCTTAGTGCCT 
TCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGAGTAATGTCGGGAACTCAAAGGAGACTGCCGGTGAT 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACA 
ATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTACGTCGTAGTCCGGATT 
GGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAAC 
CTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACAGGGGTGAAGTCGTAACAAGGT 


>gi|219846455|ref|NR_026046.1| Pectobacterium betavasculorum strain ATCC 43762 16S ribosomal RNA, partial 
sequence 
AACACATGCAAGTCGAGCGGCAGCGGGAAGTAGCTTGCTACTTTGCCGGCGAGCGGTGGACGGGTGAGTA 
ATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTC 
GGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGGCCCAGATGGGATTAGCTAGTAGGCGG 
GGTAATGGCCCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGAC 
ACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCAT 
GCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGCAGTAAGGCTAATA 
ACCTTATTGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGG 
AGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTTGGATGTGAA 
ATCCCCGGGCTTAACCTGGGAACTGCATTCAAAACTGACAGGCTAGAGTCTTGTAGAGGGGGGTAGAATT 
CCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAG 
ACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACG 
ATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGG 
AGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAATTTGGCAGAGATGCCTTAGTGCC 
TTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGAT 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACA 
ATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTACGTCGTAGTCCGGATT 
GGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATAC 


GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAAC 
CTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGT 


>gi|219846454|ref|NR_026045.1| Pantoea ananatis strain 1846 16S ribosomal RNA, partial sequence 
AACACATGCAAGTCGGACGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGTGGCGGACGGGTGAGTAAT 
GTCTGGGGATCTGCCCGATAGAGGGGGATAACCACTGGAAACGGTGGCTAATACCGCATAACGTCGCAAG 
ACCAAAGAGGGGGACCTTCGGGCCTCTCACTATCGGATGAACCCAGATGGGATTAGCTAGTAGGCGGGGT 
AACGGCCCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACG 
GTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCC 
GCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGCGATGTGGTTAATAACC 
GCATTGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTCAGATGTGAAATC 
CCCGGGCTTAACCTGGGAACTGCATTTGAAACTGGCAGGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCA 
GGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACT 
GACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
TCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGT 
ACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATATGGTTTAATT 
CGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTC 
GGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAA 
CCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATG 
GCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATCGGA 
GTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTT 
CGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGT 


>gi|219846453|ref|NR_026044.1| Halanaerobium congolense strain SEBR 4224 16S ribosomal RNA, partial 
sequence 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTCTACCTCG 
ACAGAAACCTTCGGGTTGAAGACGAGATCTAGATAGTGGCGGACGGGTGAGTAACACGTGAATAATCTAT 
CCTCAAGTTTGGGATAACCTGGCGAAAGTCGGGCTAATCCGAGGTAAGCTGAGAGTGTGGCATCACACAA 
TCAGAAAAGGTGGCATTGCCATCGTTTGAGGAGGAGTTCGCGGTAGATTAGCTAGCTGGTGAGGTAACGG 
CTCACCAGGGCAACAATCTATAGCTGGTCTGAGAGGACGATCAGTCACACTGGAACTGAGACACGGSCCA 
GACTCCTACGGGAGGCAGCAGTGGGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGT 
GAATGAAGAAGGCCTTAGGGTCGTAAAGTTCTGTCCTTAGGGAAGAACCGTGGGTATAGCAAATGATACC 
CACCTGACGGTACCTTTGGAGGAAGCACTGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGAGTGC 
AAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGCAGGCGGATAGTAAAGTCAAGCGTGAAAGGTGTC 
GGCTTAACCGACAGACTGCGTTTGAAACTGATTATCTTGAGTGTAACAGAGGAGAGTGGAATTCCTAGTG 
TAGTGGTGAAATACGTAGATATTAGGAAGAACACCAGTGGCGAAGSCGACTCTCTKGGTTAACACTGACG 
CTGAGGTACGAAAGCTGGGGGAGCRAACGGGATTAGATACCCCSGTAGTCCCAGCCGTAAACGATGGATA 
CTAGGTGTTGGAGGTTCGAATCCTTCAGTGCCGGAGTTAACGCATTAAGTATCCCGCCTGGGGATTACGA 
TCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCGAGAATTGACATCCCGTGACCATCTATGAAAGTAGAATTTGGCACTTAGT 
GCCACACGGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCCTGTTCTTAGTTGCCAGCGAGTAATGTCGGGGGMCTCTAAGAAGACTGCCGGTGAAAG 
TCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGCCCTTTATATCTCGGGCTACACACGTGCTACAATG 
GCTGATACAGAGGGGAGCAAAGCTGCGAAGTGGAGCAAATCCTATAAAATCAGTCCCAGTTCGGATTGCA 
GGCTGCAACTCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCAGGTCAGMATACTGCGGTGAAWTACGT 
YCCCGGGCCTTGTACACACCGCCCGTCACACCAATCGAGTTGGATGCACCAGAAGTCATCTGAGGATGCC 
AAAGGTGTGTCCGGCAAGAGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|219846452|ref|NR_026043.1| Deferribacter thermophilus strain BMA1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCAGGGGGAAAGCTGG 
CTTCGGCCAGTGAGTACACCGGCGGACGGGTGAGTAACGCGTGAGCAACCTACCCCGCAGACCGGGATAA 
CCCATCGAAAGGTGGGCTAATACTGGATGAGCGCACGTGCTGCATGGCATGTGTGAAAAGGCAGGCATTA 
AGCTTGCGCTGCGGGATGGGCTCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGA 
TGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATCTTGCGCAATGCCGGAAACGGTGACGCAGCGACGCCGCGTGGGCGAGGAAGGCCTTC 
GGGTCGTAAAGCCCTTTCAGTGGGGAAGAAAGGTCCAGGCAGTAACTGGTTTGGATTTGACGGTACCCAC 
AGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGAGTC 
ACTGGGCGTAAAGCGCACGTAGGGCGTGCGGTAAGTCTGGGGTCAAAGCCTACGGCTCAACCGTAGTAAG 
GCCTCAGATACTATCGTGCTAGAGTGCCGGAGAGGGTAGCGGAATTCCCTGTGTAGCGGTGAAATGCGTA 
GATATAGGGAGGAACACCGGTTGCGAAGGCGGCTACCTGGCCGGTAACTGACGCTGAGGTGCGAGAGCGT 
GGGGACCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGCGCTAGGTGTTGGTGGTTA 
GTAGCCATCAGTGCCGAAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCTAACCGAAGAACCTT 
ACCTGGGCTTGACATCCCGGAACCTGCCAGAGATGGTGGGGTGCCTGGTTTTACCGGGAGCCGGGAGACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCT 
ACCCTTAGTTGCCATCGGTTAGGCGGGGCACTCTAAGGGGACTGCCCCGGATAACGGGGAGGAAGGTGGG 
GATGACGTCAAGTCATCATGGCCCTTATGCCCAGGCCTACACACGTGCTACAATGGCGCGTACAGAGGGC 
AGCGAACCCGCGAGGCTGAGCGAATCTCAGAAAGCGCGCCTCAGTTCGGATCGCAGTCTGCAACTCGACT 
GCGTGAAGCCGGAATCGCTAGTAATCGCAGGTCAGCAAAACTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGGGAGTTGGTCATACCTGAAGCCGGTGGCCCAACCAGTTTTACTGGGGGGA 


GCCGTCTATGGTATGGCTGGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGTGGCTGG 
ATCACCTCCTT 


>gi|219846451|ref|NR_026042.1| Rickettsia aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 
CGAACGCTATCGGTGTGCTTAACACATGCAAGTCGAACGGGCTAATTGGAGCTTGCTCCAATTAGTTAGT 
GGCAGACGGGTGAGTAACACGTGGGAACCTACCCATCAGTACGGAATAACTTTTAGAAATAAAAGCTAAT 
ACCGTATATTCTCTACGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGTCAGATTAGGTAGTTGGTG 
AGGTAATGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAA 
TACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATAATGACGTTACTTGC 
AGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATT 
ACTGGGCGTAAAGAGTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTTAACCTCGGAATT 
GCTTTCAAAACTACTAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAGGTGAAATTCTTA 
GATATTAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGGGCTACAACTGACGCTGATGCACGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATATTGGAAGATT 
CTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAA 
AGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGCGAAAAACCTTAC 
CAACCCTTGACATGGTGGTCGCGGATCGCAGAGATGCTTTTCTTCAGCTCGGCTGGACCACACACAGGTG 
TTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATTC 
TTATTTGCCAGCGGATAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGAC 
GACGTCAAGTCATCATGGCCCTTACGGGTTGGGCTACACGCGTGCTACAATGGTGTTTACAGAGGGAAGC 
AAGACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCAT 
GAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACT 
GCCCGTCACGCCATGGGAGTTGGTTTTACCTGAAGGTGGTGAGC TAACGCAAGAGGCAGCCAACCACGGT 
AAAATTAGCGACTGGGGTGAAGTCGTAA 


>gi|219846450|ref|NR_026041.1| Polaribacter filamentus strain 215 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGGCAGGCCTAACTCATGCAAGTCGAGGGGTAACAGGGAGCTTGCTTCGCTGACGACC 
GGCGCACGGGTGCGTAACGCGTATAGAACCTACCTTTTACAGGGGAATAGCCTTTAGAAATGAAGATTAA 
TGCCCCATAGTATTGTAGACTGGCATCAGTTTACAATTAAAGATTTATCGGTAAAAGATGGCTATGCGTC 
CTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACATCGATAGGTAGGGGTCCTGAGAGGGAGATCCC 
CCGCACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGG 
AGACTCTGACCCAGCCATGCCGCGTGTAGGAAGAATGCCCTATGGGTTGTAAACTACTTTTATACAGGAA 
GAAACACTGGTATGTATACCAGCTTGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGTCAATTA 
AGTCAGAGGTGAAATCCCGTCGCTCAACGACGGAACTGCCTTTGATACTGGTTGACTTGAGTCATATGGA 
AGTAGATAGAATGTGTAGTGTAGCGGTGAWATGCATAGAGATTACACAGAATACCGATTGCGAAGGCAGT 
CTACTACGTATGTACTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGGATACTAGTTGTTGGGCAATAGCTCAGTGACTAAGCGAAAGTGATAAGTATCCC 
ACCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGCTTTAGAGATAG 
AGTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAA 
GTCCTATAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCATGTTATGATGGGGACTCTAACGAAACTGCC 
GGTGCACYCCGCGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGT 
GCTACAATGGTATGGACAATGAGCAGCCATCTGGCAACAGAGAGCAAATCTATAAACCATATCACAGTTC 
GGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTCA 
CCGCAAGGAGCCGCCTAGGGTAAAACTGGTAACTGGGGCT 


>gi|219846449|ref|NR_026040.1| Octadecabacter arcticus strain 238 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCACGCCTAACACATGCAAGTCGAGCGCAATCCTTCGGGATCGAGCGGCGGACGGG 
TTAGTAACGCGTGGGAACATACCCTTCTCTAAGGAATAGCCTCGGGAAACTGAGAGTAATACCTTATACG 
CCCTTCGGGGGAAAGATTTATCGGAGAAGGATTGGCCCGCGTAAGATTAGATAGTTGGTGGGGTAATGGC 
CTACCAAGTCTACGATCTTTAGCTGGTTTGAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGAAAGCCTGATCTAGCGATRCCGCGTGT 
GTGACGAAGACCTTAGGGTCGTAAAGCACTTTCRCCAAGGATGATAATGACAGTACTTGGTAAAGAAACC 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTA 
AAGCGCACGTAGGCGGACTAATCAGTTAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTAATA 
CTGTTAGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGA 
GGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTTGGGGGGCTTGCCCTTCAG 
TGTCACACTTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTG 
ACATCCTGTTCTATATCCAGAGATGGATAGTTCCCTTAGGGGACGCAGTGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTCGTTAANNNCCGGAACGAGCGCAACCCACATCCTTAGTTGCCAGCAG 
GTTAAGCTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGAGGAAGGTGTGGATGACGTCAAGTCCCCA 
TGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAACTGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGA 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGG 
CCGTGCGCTAACCTCTTAGGAGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTG 


>gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi strain CNS 2-75 16S ribosomal RNA, partial sequence 
AGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGG 


GAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCATTTGCTACGGAATAACTCAGGGAAACTTGTGC 
TAATACCGTATGTGCCCGAAAGGGGAAAGATTTATCGGCAAATGATCGGCCCGCGTTGGATTAGCTAGTT 
GGTGGGGTAAAGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCA 
GCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAA 
CCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGG 
ATTTACTGGGCGTAAAGCGCACGTAGGCGGGCTAATAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGG 
AACTGCCTTTGATACTGTTAGTCTTGAGTATGGTAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATT 
CGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACCATTACTGACGCTGAGGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTTGGGG 
AGTTTACTCTTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAAC 
CTTACCAGCCCTTGACATCCCGATCGCGGTTAGTGGAGACACTATCCTTCAGTTCGGCTGGATCGGAGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGG 
CAGCGAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGT 
GCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGAC 
CACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAAC 


>gi|219846447|ref|NR_026038.1| Desulfitobacterium chlororespirans strain Co23 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGAACTCAATAAGCTTGCTTAAAGAGTT 
CTTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTACCTAGTAGACCGGGACAACCCTTGGAAACGAG 
GGCTAATACCGGATAAGCTTACGCCTTGGCATCAAGGAGTAAGGAAAGATGGCCTCTGAAGATGCTATCG 
TTAGTAGATGGATCCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGC 
CGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTACGACGAAGGCCTTCGGGTTGTA 
AAGTACTGTCTTCAGGGACGAACGGTATTTGTGTAAATAATGCAGATACATGACGGTACCTGAGGAGGAA 
GCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGC 
GTAAAGGGCGCGTAGGCGGATACTTAAGTCTGGTGTGAAAACCTAGGGCTCAACCCTGGGACTGCATCGG 
AAACTGGGTATCTTGAGGACAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGT 
GGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTAGAGGGTATCGACCCC 
TTCTGTGCCGCAGTTAACACACTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAG 
GCTTGACATCCATAGAATCTCGTGGAAACATGAGAGTGCCCTTCGGGGAGCTATGAGACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTT 
GCTAACAGGTAAGGCTGAGCACTCTAGACAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCCAGTACAGACGGAAGCGAAGCC 
GTGAGGTGAAGCCAATCCGAGAAAGCTGGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAACATGAAGT 
CGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCACGAAAGTCTGCAACACCCGAAGCCGGTGAGGTAACCCGAAAGGGAGCTAGCCGTCGAAGGTG 
GGGCCGATAATTGGGGTGAAGTCGTAACAAGGTAGCC 


>gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii strain GIH 16S ribosomal RNA, partial sequence 
CTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCCAGTGGCGAACGGGTGAGTAAC 
ACGTATCTAACCTACCTCATAGCGGGGGATAACTTTTGGAAACGAAAGATAATACCGCATGTGAATCTTA 
TTATCGCATGAGAAAAGATTGAAAGGACCGTTTGGTTCACTATGAGATGGGGATGCGGCGTATTAGCTAG 
TAGGTGAKGTAATGGCTCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATG 
AAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGGGAAGAAAAAATAGAG 
TAGGAAATGCCTCTATATTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGT 
AATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTTGCAAGTTTG 
AGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCATTACTAGAATGCAAGAGAGGTAAGC 
GGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAAAGCGGCTTACTGG 
CTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCG 
TAAACGATGAGTACTAGGTGTTGGGGTCATCTCAGCGCCGCAGCTAACGCATTAAGTACTCCGCCTGAGT 
AGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTA 
ATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTATAGAGATATAGTGGAGG 
TTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAA 
CGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGACTGCTAGTGTAAGCTA 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCT 
GGTACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGCCAGTCTCAGTTCGGATTGAAGTC 
TGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCT 
CGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTAATACCAGAAGTGGGTAGCTTAACCGCAA 
GGAGAGCGCCTCCCAAGGTAGGACTGGCGATTGGGGTGAAGTCGTAACAAGGTATCCGTACGGGAAC 


>gi|219846445|ref|NR_026036.1| Mycoplasma cottewii strain VIS 16S ribosomal RNA, partial sequence 
CTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCCAGTGGCGAACGGGTGAGTAAC 
ACGTATCTAACCTACCTCATAGCGGGGGATAACTTTTGGAAACGAAAGATAATACCGCATGTGAATCTTA 
TTATCGCATGAGAAAAGATTGAAAGGACCGTTTGGTTCACTATGAGATGGGGATGCGGCGTATTAGCTAG 


TAGGTGAGGTAATGGCTCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATG 
AAGCAATGCCGCGTGAGCGATGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGGGAAGAAAAAATAGAG 
TAGGAAATGCCTCTATATTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGT 
AATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTTGCAAGTTTG 
AGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCATTACTAGAATGCAAGAGAGGTAAGC 
GGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAAAGCGGCTTACTGG 
CTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCG 
TAAACGATGAGTACTAGGTGTTGGGATTATCTCAGCGCCGCAGCTAACGCATTAAGTACTCCGCCTGAGT 
AGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTA 
ATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTATAGAGATATAGTGGAGG 
TTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAA 
CGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGACTGCTAGTGTAAGCTA 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCT 
GGTACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGCCAGTCTCAGTTCGGATTGAAGTC 
TGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCT 
CGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTAATACCAGAAGTGGGTAGCTTAACCGCAA 
GGAGAGCGCCTCCCAAGGTAGGACTGGCGATTGGGGTGAAGTCGTAACAAGGTATCCGTACGGGAAC 


>gi|219846444|ref|NR_026035.1| Mycoplasma auris strain UIA 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTTTTTTAAACCTAGCGGCGAATGGGTGAGTAACA 
CGTGCTTAATCTACCCTTTAGATTGGAATACCCAATGGAAACATTGGCTAATGCCGGATACGCATGAAAT 
CGCATGATTTCGTTGTGAAAGGGGCCTCTAAAGCCCCACTAAAGGATGAGAGTGCGGAACATTAGTTAGT 
TGGTAGGGTAATGGCCTACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGAC 
TGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGG 
AGCGACACAGCGTGCATGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAGGGAAAGAATACTTGGTTG 
AGGAAATGCTTCCAAGCTGACGGTACCCTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTTGTAGGCGGTTTATTAAGTCTGG 
AGTCAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTGGATAGAGGTAAGCG 
GAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGG 
TCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGATCATTAGTCGGTGGAGAATTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGT 
ATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
TGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAAAGCTATAGAGATATAGTGGAGGTTA 
ACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGA 
GCGCAACCCCTATCTTTAGTTACTAACGAGTTATGTCGAGAACTCTAGAGATACTGCCTGGGTAACTGGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCG 
GTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTCT 
GCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATACGTTCTC 
GGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCGAAGTCGGTTAGCTAACCTCGGA 
GGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAG 


>gi|219846443|ref|NR_026034.1| Mycoplasma adleri strain G145 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGATGGTAGCAATACCATAGCGGCGAATGGGTGAGTAAC 
ACGTACTCAACGTACCTTTCAGATCGAGATAGCGAGCGGAAACGTTCGAYAATATCGAATACTTATATTA 
ATCGCATGATTTTTATATAAAAGGAGCGTTTGCTTCACTGAAAGATCGGGGTGCGCAACATTAGCTAGTT 
GGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTAAACCGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGA 
GCGACACAGCGTGCAGGATGAAGGTCCTATGGATTGTAAACTGCTGTGGTAAGGGAAGAAAAAATAGTGY 
AGGAAATGACATTATCTTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGG 
CGTCAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGCAAACTAGAGTTATGTAGAGGTTAGCG 
GAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAACATGGCGAAGGCAGCTAACTG 
GACATACACTGACACTGAGAGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
CTAAACGATGATCATTAGCTGATGGGGAACTCATCGGCGCAGCTAACGMATTAAATGATCCGCCTGAGTA 
GTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAGGT 
TAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAAC 
GAGCGCAACCCTTATCCTTAGTTACTACCATTTAGTTGAGGACTCTAAGGAGACTGCCCGAGTAATCGGG 
AGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACGTGCTACAATGGCCG 
GTACAAAGAGAAGCAAACAGGCGACTGGGAGCAAACCTCAAAAAACCGGTCTCAGTTCGGATTGAAGTCT 
GCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTC 
GGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAAGAAACTG 
CCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219846442|ref|NR_026033.1| Methylosphaera hansonii strain AM6 16S ribosomal RNA, partial sequence 
TTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGTAACGAGCAGGCTTGCCTTCGCTGACGAG 
TGGCGGACGGGTGCGTAACGCGTGGGAATCTGCCTCTTAGTGGGGGACAACACGGGGAAACCCTCGCTAA 
TACCGCATACGCTCTACTGGGGGAAAGCGGGGGATCTTCGGGCCTCNCGCTAACAGATGAGCCTAAGTCA 
GATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGC 
AAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTAAGTTGGGAGGA 
AAATCTGGCGGTTAATAGCCTTAAGTGTTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAG 


CAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTG 
TTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGAGACTGGCAGGCTAGAGTATGG 
TAGAGGGGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACACCAGTGGCGAAGG 
CGACTTCCTGGACTCATACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGTCACTTTACGAGTTTTGTAGCGAAGCTAACGTAT 
TAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGCCTTGACATTCAGAGAATCCGT 
TAGAGATAGTAGAGTGCCTTCGGAAGCTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCAGGTTAAGCTGGGAACTC 
TAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGTA 
GGGCTACACACGTGCTACAATGGCTGGTACAGAGGGTAGCAAATCGCGAGAGTAAGCTAATCCCAGAAAG 
CCGATCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCA 
GAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAA 
AGAAGTAGGTAGTCTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTGAT 


>gi|219846441|ref|NR_026032.1| Pasteurella aerogenes strain P-172-71 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGG 
AGAAAGCTTGCTTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTATGGAGG 
GGGATAACGACGGGAAACTGTCGCTAATACCGCGTAGTGTCGAGAGACGAAAGACCGGGACCGCAAGGCC 
GGTTACCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCT 
CTAGCTGGTCTGAGAGGATGGCCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGG 
TTGTAAAGTTCTTTCGGTGATGAGGAAGGCGGTTAGTTTAATAGGCTAATCGATTGACGTTAATCACAGA 
AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACT 
GGGCGTAAAGGGCACGCAGGCGGTTGCTTAAGTGAGGTGTGAAATCCCCGGGCTTAACCTGGGAATTGCA 
TTTCAGACTGGGCAGCTAGAGTATTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAG 
ATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGGAAATACTGACGCTCATGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTGGGGATTGGGCTTTAAG 
CTTGGTGCCCGTAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTA 
CTCTTGACATCCAGAGAAGAGCGCAGAGATGTGCTTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTG 
CCAGCACGTTATGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTGCATACAGAGAGCGACGAGACCG 
CGAGGTGGAGTGAATCTCAGAAAGTGCATCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTC 
GGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACAC 


>gi|219846439|ref|NR_026030.1| Actinobacillus porcinus strain NM319 16S ribosomal RNA, partial sequence 
AGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGAAGAAAGCTTGCTTTCTTT 
GCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTATGGAGGGGGATAACTANGGGAAAC 
TGTAGCTAATACCGCGTAGTATCTGAAGATGAAAGTGTGGGACTNTAAGGCCACATGCCATAAGATGAGC 
CCAAGTGGGATTAGGTAGTTGGTTAGGTAAAGGCTGACCAAGCCGACGATCTCTAGCTGGTCTGAGAGGA 
TGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGT 
GATGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTAGTCACAGAAGAAGCACCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCA 
GGCGGTGACTTAAGTGAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTCATACTGGGTCGCTA 
GAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAA 
GGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTGGGGATTGGGCTTTNAGCTTGGTGCCCGTAGCTAA 
CGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTAAGAA 
GAACTCAGAGATGAGTTTGTGCCTTCGGGAACTTAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGACTTGGTCGGGA 
ACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
AGTAGGGCTACACACGTGCTACAATGGTGCATACAGAGGGCGGCANACCTGCGAGGGAGAGCGAATCTCA 
GAAAGTGCATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
AATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GTACCANAAGTAGATAGCTTAACGGAAACGGGGGCGTTTACCACGGTATGATTCATGACTGGGGTG 


>gi|219846438|ref|NR_026029.1| Helicobacter trogontum strain LRB 8581 16S ribosomal RNA, partial sequence 
TCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTTTAGCTTGCTAGAAGT 
GGATTAGTGGCGCACGGGTGAGTAATGCATAGGTAACATGCCCCATAGTCTGGGATAGCCACTGGAAACG 
GTGATTAATACCGGATACTCCTTACGAGGGAAAGTTTTTCGCTATGGGATTGGCCTATGTCCTATCAGCT 
TGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGATCGGACACACTGG 
AACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGA 
AGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTCTAAGAGAAGATTATGACG 
GTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAC 
TCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAATAAGTCAGATGTGAAATCCTGTAGCTTAACT 
ACAGAACTGCATTTGAAACTGTTATTCTAGAGTGTGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAA 
AATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATTACTGACGCTGATGCGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTT 


GCCCTGCTTGTCAGGGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGA 
AGAACCTTACCTAGGCTTGACATTGATAGAATCTGCTAGAGATAGCGGAGTGCCCTTCGGGGAGCTTGAA 
AACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTCCTTAGTTGCTAGCAGTTCGGCTGAGCACTCTAAGGAGACTGCCTTCGTAAGGAGGAGGAAGGT 
GAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGGCGCACAAAG 
AGGAGCAATATCGTGAGATGGAGCAAATCTCAAAAACGTCTCTCAGTTCGGATTGTAGTCTGCAACTCGA 
CTACATAAAGCTGGAATCGCTAGTAATCGCAAATCAGCAATGTTGCGGTGAATACGTTCCCGGGTCTTGT 
ACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGAATGCCAAACTGGCTACCGCCCAC 
GGCGGATGCAGCGACTGGGGTG 


>gi|219846437|ref|NR_026028.1| Desulfomicrobium apsheronum strain 1105 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGNCTCAGAATGAACGCTGNCGGCGTGCCTAACACATGCAAGTCGTACGAGAAAGGGG 
CTTCGGCCCTGAGTAGAGTGNCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTTGGATTTGGGATAAC 
TTCGCGAAAGTGGAGCTAATACCGGATAGTCTGGCTTTAAATAAGAAGTCGGTAAAGGATGCCTCTGCAT 
ATGCATTCGTCCGAGGATGAGCCCGCGTCTCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACG 
ATGAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAAACACGGTCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGTGTGAGGGATGAAGGCTTT 
CGGGTCGTAAACCTCTGTCGGAAGGGAAGAACGGGCATTGGTCTAATAGGCCTTTGTTTTGACGGTACCT 
TTAGAGGAAGCACCGNCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAA 
TTACTGGGCGTAAAGCGCACGTAGGCGGCCTTGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAA 
CTGCCTTTGAAACTGCAGGGCTTGAATCCTGGAGAGGGTGGCGGAATTCCTGGTGTAGGAGTGAAATCCG 
TAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTATTGACGCTGAGGTGCGAAAGT 
GTGGGGAGCANACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGGATACTAGGTGTCGGGGAC 
TTGATCTTCGGTGCCGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTC 
AAAGAAATTGNCGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTAGGCTTGACATCCTGGNAATCCTGCAGAGATGCGGGAGTGCCCTTCGGGGAATCCAGAGACAGGTG 
CTGCATGRCTGTCGNCAGCTCGTGCCGTGAGGTGTTGGGTTAARTCCCGCAACGAGCRCAACCCCTATTC 
TCAGTTGCCAGCACATAATGGTGGGCACTCTGTGGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGAT 
GACGTCAANTCATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGTGGGTACAAAGGGCAGC 
GAAACCGCGAGGTCGAGCGAATCTCAAAAAACCCATCATAGTCCGGATTGCAGTCTGCAACTCGACTGCA 
TGAAGTTGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCACGAAAGTCGGTTCTACCCGAAGTCGCCGGACTAACCCTTGGGAGGTAGGCGCCTAC 
GGT 


>gi|219846436|ref|NR_026027.1| Ureaplasma gallorale strain D6-1 16S ribosomal RNA, partial sequence 
ATTAACGCTGGCGCCATGCCTAATACATGCAAATCGAACGAAGCCTTTATGGCTTAGTGGTGAACGGGTG 
AGTAACACGTATCCAATCTACCCTTAAGTTGGGGATAACTAATCGAAAGATTAGCTAATACCGAATAATA 
ACATCATTATCGTATGAGAAGATGTAGAAAGTTGCGTTTGCAACGCTTTTGGATGAGGGTGCGACGTATC 
AGATAGTTGGTGAGGTAACGGCTCACCAAGTCAATGACGCGTAGCTGTACTGAGAGGTAGAACAGCCACA 
ATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGC 
CTTATGAAGCAATGCCGCGTGAACGATGAAGGTCTTATAGATTGTAAAGTTCTTTTATATGGGAAGAATG 
CTAAGATAGTAAATGATTATTAGTTTGACTGTACCATTTGAATAAGTATCGGCTAACTATGTGCCAGCAG 
CCGCGGTAATACATAGGATGCAAGCGTTATCCGGATTTACTGGGCGTAAAACGAGCGCAGGCGGATTTGT 
AAGTTTGGTATGAAATCTAGATGCTTAACGTCTAGCTGTATCAAAAACTACAAATCTAGAGTGTAGTAGA 
GAGTTGGGGAACTCCATGTGGAGCGGTAAAATGCGTAGATATACGGAAGAACACCGGTGGCGAAGGCGCC 
AACTTGGACTATCACTGACGCTTAGGCTCGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTC 
CACACCGTAAACGATGATCATTAAATGTCGGCTCGAATGAGTCGGTGTTGTAGCTAACGCATTAAATGAT 
CTGCCTGGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGGTGGAG 
CATGTTGCTTAATTTGACAATACACGTAGAACCTTACCTAGGTTTGACATCTATTGCAATGCTATAGAAA 
TATAGCGGAGGCTAACAATATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCCTTTCGTTAGTTACTTTATCTAGCGATACTGCTACCGCAAGGTAGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATATCTAGGGCTGCAAACGTGCTACAATGGCTAAT 
ACAAATTGCTGCAATACCGTAAGGTGGAGCGAATCAAAAAAGTTAGTCTCAGTTCGGATAGAGGGCTGCA 
ATTCGTCCTCTTGAAGTTGGAATCACTAGTAATCGCGAATCAGACATGTCGCGGTGAATACGTTCTCGGG 
TCTTGTACACACCGCCCGTCAAACTATGGGAGCTGGTAATATCTAAAACCGCAACGCTAACCGTAAGGAG 
GCATGCGTCTAGGGTAGGATCGGTGACTGGAGTTAAGTCGTAACAAGGTATCCCT 


>gi|219846435|ref|NR_026026.1| Gelidibacter algens strain C8ST5 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGCA 
CTTCGGTGGCTGACGAGTGGCGCACGGGTGAGTAACGCGTATGCAACCTACCTTTCACAGTGGGATAGCC 
CAGAGAAATTTGGATTAATACCGCATAGTATGCAGGACCAGCATTGGATCTGTATTAAACATTTATGGGT 
GAGAGATGGGCATGCGTTCTATTAGTTAGTTGGAGTGGTAACGGCACCCCAAGACAGCGATAGATAGGGG 
CCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGG 
AATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCCTATGGGTTGTAA 
ACTGCTTTTATACAGGAAGAAACACCCCGACGTGTCGGGGCTTGACGGTACTGTAGGAATAAGGATCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGG 
TCCGTAGTGGGACGATTAAGTCAGAGGTGAANTCNTGCAGCTCAACTGTAGAATTGCCTTTGAAACTGGT 
TGTCTTGAATCATTGTGAAGTGGNTAGAATATGTGGTGTAGCGGTGAAATGCATAGATATCACCTAGAAT 
ACCGATTGCGAAGGCAGNTCACTAACAAGGTATTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTACGGACTTCGGTCTGTGTGGCTAA 
GCGAAAGTNATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGC 


CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAG 
ATTGACAGGTTTAGAGATAGACTTTCCTTCGGGCAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGT 
GCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCG 
GGAACTCTAGCAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTT 
ACGTCCTGGGCTACACACGTGCTACAATGGTGGGGACAGAGAGCAGCCACTGGGCGACCAGGAGCGAATC 
TATAAACCCCATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCG 
CATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCG 
GGAGTGCCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGGTAAAATTGGTAACTAGGGCTAAGTCGTAAC 
AAGGTAGC 


>gi|219846434|ref|NR_026025.1| Riemerella anatipestifer strain ATCC 11845 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGGATGAACGCTAGCGGGAGGCCTAACACATGCAAGCCGAGCGGTAGAGTGT 
CTTCGGATACTTGAGAGCGGCGTACGGGTGCGGAACACGTGTGCAACCTGCCTTTATCTGAGGGATAGCC 
TTTCGAAAGGAAGATTAATACCTCATAATATACTGATTGGCATCAATTAGTATTGAAAGCTCCGGCGGAT 
AGAGATGGGCACGCGCAAGATTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAATGATCTTTAGGGGG 
CCTGAGAGGGTGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGA 
ATATTGGACAATGGGTGCAAGCCTGATCCAGCCATCCCGCGTGAAGGACGACGGCCCTATGGGTTGTAAA 
CTTCTTTTGTACAGGGATAAACCTACTCTCGTGAGGGTAGCTGAAGGTACTGTACGAATAAGCACCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT 
CCGCAGGCGGGCTAGTAAGTCAGTGGTGAAAGCCTACAGCTTAACTGTAGAACTGCCGTTGATACTGCTA 
GTCTTGAGTATAGTTGAGGTAGCTGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACA 
CCGATTGCGAAGGCAGGTTACCAAGTTATAACTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGCTAACTCGTTTTTGGGCTATATGGTTCAGAGACTAAG 
CGAAAGTGATAAGTTAGCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGATCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGGGAA 
TTGATAGCTGTAGAAATACGGTTTTCTTCGGACAATTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTG 
CCGTGAGGTGTTAGGTTAAGTCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCCATCATTAAGTTGGGG 
ACTCTAGTGAGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACG 
CCTTGGGCCACACACGTGATACAATGGCCGGTACAGAGGGCAGCTACACTGCGAAGTGATGCAAATCTCG 
AAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGC 
ATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 


>gi|219846433|ref|NR_026024.1| Prosthecobacter fusiformis strain FC4 16S ribosomal RNA, partial sequence 
GAACGAACGCTGGCGGCGTGGATAAGACATGCAAGTCGAACGGGATATTTCTGGTAGTAATACTAGGAAT 
GTTCAGTGGCGAACGGGTGCGTAACACGTGGATACATTCCGGGAAGCGGGGGATAGCCCAGGGAAACTTG 
GATTAATACCGCATGTGGTCGAGAGACTAAAGACGGGGACCGCAAGGCCTGTCACTTCCCGATTGGTCCG 
CGGCCTATCAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCTACGACGGGTAGCTGGTCTTAGAGGACGA 
CCASCCACACTGGAACTGAGACTCGGTCCAGACACCTACGGGTGGCAGCAGTCGAGAATCTTTCACAATG 
GGGGCAACCCTGATGGAGCGACNCCGCGTGGAGGATAAGGTCTTCGGATTGTAAACTCCTGTCATGCGTG 
AACAAGGCTGCGAGGATAATACCTTTGCAGATTGATGGTAGCGCAAGAGGAAGAGACGGCTAACTCTGTG 
CCAGCAGCCGCGGTAATACAGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTG 
GCGTGGTAAGTCAGATGTGAAAGCCCAGGGCTCAACCCTGGAATTGCATCCGATACTGCTGTGCTAGAGT 
ACTGGAGGGGTGACTAGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAATACCAAAGGCG 
TAGGCAGGTCACTGGACAGTTACTGACACTGAGGCACGAAGGCCAGGGGAGCGMRCGGGATTAGATACCC 
CGGTAGTCCTGGCAGTAAACGGTGCATACTTGGTGTGGGAAGATTCGACCCTTCCTGTGCCGGAGCTAAC 
GCGTTAAGTATGCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAMAGAAATTGACGGGGACCCGCAC 
AAGCGGTGGAGTATGTGGCTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGCACTGTGT 
CTCCGATGAAAGTCGGATAGAGTAGCAATACTCGCTTTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGATTTGTTGCCACCCGGTTTACCGG 
AGCACTCGAATCAGACTGCCTCGATCAACGAGGAGGAAGGTGGGGATGACGTCAAGTCCGTATGGCCCTT 
ACGACCAGGGCTGCACACGTACTACAATGCCCAGCACAATGTGAACCGAAACCGCGAGGTGGAGGAAATC 
AGTAAAACTGGGCTCAGTTCAGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATGG 
TACATCAGCTACGGTACCGTGAATACGTCCCCGGGTCTTGTACACACCGCCCGTCACATCATGGAAGCTG 
GTTTCGCCCGAAGTGCGTGAGTCAACCGCAAGGGGACAGCGCCCTAAGGCAAGACTGGTGACTGGGATG 


>gi|219846432|ref|NR_026023.1| Prosthecobacter debontii strain FC3 16S ribosomal RNA, partial sequence 
GAACGAACGCTGGCGGCGTGGATAAGACATGCAAGTCGAACGGGACATTATGAGTAGCAATACAAGTGAT 
GTTTAGTGGCGAACGGGTGCGTAACACGTGGATACATTCCGGAAAGCGGGGGATAGCCCAGGGNAACTTG 
GATTAATACCGCATGTGGTCGAGAGACTAAAGACGGGGATCGAAAGACCTGTCACTTTCCGATTGGTCCG 
CGGCCTATCAGCTAGTTGGCGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCTGGTCTTAGAGGACGA 
CCACCCACACTGGAACTGAGACNCGGTCCAGACACCTACGGGTGGCAGCAGTCGAGAATCTTTCACAATG 
GGGNCAACCCTGATGGAGCGACACCACGTGGAGGATAAGGTCTTCGGATTGTAAACTCCTGTCATGCGTG 
AACAAGGTTGCTTGGATAATACCTGAGCAAATTGATGGTAGCGCAAGAGGAAGAGACGGCTAACTCTGTG 
CCAGCAGCCGCGGTAATACAGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTG 
GCGTGGCAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATCCGATACTGCCATGCTAGAGT 
ACTGGAGGGGTGACTAGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAATACCAAAGGCG 
TAGGCAGGTCACTGGACAGTTACTGACACTGAGGCACGAAGGCCAGGGGAGCGANCGGGATTAGATACCC 
CGGTAGTCCTGGCAGTAAACGGTGCATACTTGGTGTGGGAAGATTCGACCCTTCCTGTGCCGGAGCTAAC 
GCGTTAAGTATGCCGCCTGGGAAGTACGGTCGCAAGAT TAAAACTCAAAGAAATTGACGGGGACCCGCAC 
AAGCGGTGGAGTATGTGGCTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGAAATACACTGTGT 
CTCCGATGAAAGTCGGATAGAGTAACAATACTCGCTTTGCACAGGTCCTGCATGNCTGTCGTCAGCTCGT 
NTCGTGAGATGTTGGGTTAAGTCCCCCAACGAGCNCAACCCTGTGATNTGTTGNCACCCGGTTTACCGGA 


GCACTCGAATCAGACTGCCTCGATCAACGAGGAGGAAGGTGGGGATGACGTCAAGTCCGTATGGCCCTTA 
CGACCAGGGCTGCACACGTACTACAATGCCCAGCACAATGTGAACCGAAACCGCGAGGTGGAGGAAATCA 
GTAAAACTGGGCTCAGTTCAGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATGGT 
ACATCAGCTACGGTACCGTGAATACGTTCCCGGGTCTTGTANACACCGCCCGTCACATCATGGAAGCTGG 
TTTCGCCCGAAGTGCGTGAGTCAACCGCAAGGGGACAGCGCCCTAAGGCAAGACTGGTGACTGGGATG 


>gi|219846431|ref|NR_026022.1| Prosthecobacter vanneervenii strain FC2 16S ribosomal RNA, partial 
sequence 
GAACGAACGCTGGCGGCGTGGATAAGACATGCAAGTCGAACGGGATCATTGGAGTAGCAATACAACGATG 
GTCTAGTGGCGAACGGGTGCGTAACACGTGGATACATTCCGGGAAGCGGGGGATAGCCCAGGGAAACTTG 
GATTAATACCGCATGTGATCGAGAGATCAAAGACGGGGACCGCAAGGCCTGTCACTTCCCGATTGGTCCG 
CGGCCTATCAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCTACGACGGGTAGCTGGTCTTAGAGGACGA 
CCASCCACACTGGAACTGAGACTCGGTCCAGACACCTACGGGTGGCAGCAGTCGAGAATCTTTCACAATG 
GGGGCAACCCTGATGGAGCGACGCCGCGTGGAGGATAAGGTCTTCGGATTGTAAACTCCTGTCATGTGTG 
AACAAGGTTGCAGGGATAATACCTTTGCAAATTGATGGTAACACAAGAGGAAGAGACGGCTAACTCTGTG 
CCAGCAGCCGCGGTAATACAGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTG 
GCGTGGTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACAGCATCCGATACTGCCGTGCTAGAGT 
ACTGAAGAGGTGACTAGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAATACCAAAGGCG 
AAGGCAGGTCACTGGGCAGTTACTGACACTGAGGCACGAAGGCCAGGGGAGCAMMCGGGATTAGATACCC 
CGGTAGTCCTGGCAGTAAACGGTGCACGTTTGGTGTGGGTGCAATCGACCGCGTCCGCGCCGGAGCTAAC 
GCGTTAAACGTGCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGACGGGGACCCGCAC 
AAGCGGTGGAGTATGTGGCTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATACATTGTGT 
CTCCGGTGAAAGCCGGATAGGGTAGCAATACCCGCTTTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGAKNTGTTGCCACCGGCGTATGCCG 
AGCACTCGAATCAGACTGCCTCGATCAACGAGGAGGAAGGTGGGGATGACGTCAAGTCCGTATGGCCCTT 
ACGACCAGGGCTGCACACGTACTACAATGCCCAGCACAATGTGAACCGATACCGCGAGGTGGAGGAAATC 
AGCAAAACTGGGCTCAGTTCAGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATGG 
TACATCAGCTACGGTACCGTGAATACGTCCCCGGGTCTTGTACACACCGCCCGTCACATCATGAAAGCTG 
GTTTCGCCCGAAGTGCGTGCGCCAACCGCAAGGAGGCAGCGCCCTAAGGCAAGACTGGTGACTGGGATG 


>gi|219846430|ref|NR_026021.1| Prosthecobacter dejongeii strain FC1 16S ribosomal RNA, partial sequence 
GAACGAACGCTGGCGGCGTGGATAAGACATGCAAGTCGAACGGGATATTACGAGTAGCAATATGAGTGAT 
GTTCAGTGGCGAACGGGTGCGTAACACGTGGATACATTCCGGGAAGCGGGGGATAGCCCAGGGAAACTTG 
GATTAATACCGCATGTGGTCGAAAGACTAAAGACGGGGACCGCAAGGCCTGTCACTTCCCGATTGGTCCG 
CGGCCTATCAGCTAGTTGGCGGGGTAAAAGCCCACCAAGGCTACGACGGGTAGCTGGTCTTAGAGGACGA 
CCAGCCACACTGGAACTGAGACACGGTCCAGACACCTACGGGTGGCAGCAGTCGAGAATCTTTCACAATG 
GGGGCAACCCTGATGGAGCGACGCCGCGTGGAGGATAAGGTCTTCGGATTGTAAACTCCTGTCATGCGCG 
AACAAGGTTGCATGGKTAATAACTGTGCAAWTTAATGGTAGCGCAAGAGGAAGAGACGGCTAACTCTGTG 
CCAGCAGCCGCGGTAATACAGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTG 
GCATGGTAAGTCAGATGTGWAAGCCCAGGGCTCAACCTTGGAATTGCATCCGATACTGCTGTGCTAGAGT 
ACTGGAGGGGTGACTAGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAATACCAAAGGCG 
TAGGCAGGTCACTGGACAGTTACTGACACTGAGGCACGAAGGCCAGGGGAGCAAACGGGATTAGATACCC 
CGGTAGTCCTGGCAGTAAACGGTGCATACTTGGTGTGGGAAGATTCGACCCTTCCTGTGCCGGAGCTAAC 
GCGTTAAGTATGCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGACGGGGACCCGCAC 
AAGCGGTGGAGTATGTGGCTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGCACTGTGT 
CTCCAATGAAAGTTGGATAGAGTAGCAATACTCGCTTTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTGTGATTTGTTGCCACCCGGTTTACCGGA 
GCACTCGAATCAGACTGCCTCGATCAACGAGGAGGAAGGTGGGGATGACGTCAAGTCCGTATGGCCCTTA 
CGACCAGGGCTGCACACGTACTACAATGCCCAGCACAATGTGAACCGAAACCGCGAGGTGGAGGAAATCA 
GTAAAACTGGGCTCAGTTCAGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATGGT 
ACATCAGCTACGGTACCGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACATCATGGAAGCTGG 
TTTCGCCCGAAGTGCGTGAGTCAACCGCAAGGAGACAGCGCCCTAAGGCAAGACTGGTGACTGGGATG 


>gi|219846429|ref|NR_026020.1| Clostridium septicum strain Pasteur III 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGGGGAGTT 
TCTTCGGAAACAAACCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTGTAGAGGGGAATAG 
CCTCCCGAAAGGGAGATTAATACCGCATAACATTGCAGCTTCGCATGGAGCAGCAATTAAAGGAGTAATC 
CGCTACAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTA 
GCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCG 
TAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTT 
TAAGTGAGATGTGAAATACCCGGGCTCAACCTGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGA 
GAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCG 
ACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGGATACTAGGTGTGGGAGGTATCAACTCCTTCCGTGCCGCCGTTAACACATTA 
AGTATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAG 
CGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGCATTACTCT 
TAATCGAGGAAGTCCCTTCGGGGACAGGATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGC 
GAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGC 
TACACACGTGCTACAATGGCAAGTACAACGAGATGCAATACCGYGAGGTGGAGCTAAACTATAAAACTTG 


TCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCAT 
GTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAA 
GTTCGTGAGCTAACCGCAAGGAGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAG 
GTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTT 


>gi|219846428|ref|NR_026019.1| Actinoplanes auranticolor strain 253 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGC 
CCTGGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATACGACACACGTTCGCATGAAGTCTG 
TGTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAA 
GGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAGGAGGCGCC 
GGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAA 
GAGCTCGTAGGCGGCTTGTCGCGTCGAATGTGAAATCTCAGGGCTCAACTCTGACATTGCATTCGATACG 
GGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG 
AACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCCTCTCCGGGTTTCT 
GCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGCGGAGCATGCCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTT 
TGACATGCACGGAAATCCTCCAGAGATGGGGGGTCCTTCGGGGTCGTGCACAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGC 
GTAATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAGACCGTGAGGTT 
GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTC 
ACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCGTAAGGGAGGGAGCCGTCGAAGGTGGGGCTGG 
CGATTGGGACG 


>gi|219846427|ref|NR_026018.1| Actinoplanes philippinensis strain P-15 16S ribosomal RNA, partial 
sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGC 
CCTGGACTTTGGGATAACCCTCGGAAACGGGGGC TAATACCGAATACGACACGAGGTCGCATGGTCTTCG 
TGTGGAAAGTTTTTCGGTTTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAA 
GGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCC 
GGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAA 
GAGCTCGTAGGCGGCTTGTCGCGTCGAATGTGAAAACTTGGGGCTCAACCCCAAGCTTGCATTCGATACG 
GGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGG 
AACACCGGTGGCGAAGGCAGGTCTCTGGGCCGATACTGACGC TGAGGAGCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCCTCTCCGGGTTTCT 
GCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGCGGAGCATGCCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTT 
TGACATGCACGGAAATCTCGCAGAGATGTGGGGTCCTTCGGGGTCGTGCACAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGC 
GTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAGACCGTGAGGTT 
GAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTC 
ACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGG 
CGATTGGGACG 


>gi|219846426|ref|NR_026017.1| Mycoplasma pullorum strain CKK 16S ribosomal RNA, complete sequence 
AGAGTTTGATCATGGCTCAGGATGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTC 
GGAACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACGTACCCTTTAGTTTGGGATAACGACTAGAAA 
TGGTCGCTAATACCGGATACTTATGTTAATCGCATGATTAATATATAAAAGAAGCGTTTGCTTCGCTAGA 
GGATCGGGGTGCGTAACATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGATGATGTTTAGCGGGGT 
TGAGAGACTGATCCGCCACACTGGGACTGAGATACGGCCCAGACTCTACGGGAGGCAGCAGTAGGGAATT 
TTCCACAATGGACGAAAGTCTGATGGAGCGACACAGCGTGCAGGATGACGGCTTCGGGTTGTAAACTGCT 
GTTATAAGGGAAGAAAAAATCATAGAGGAAATGCTATGATCTTGACGGTACCTTGTCAGAAAGCAACGGC 
TAACTATGTGCAGCAGCNGGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTC 
TGTAGGTTGTTTGTTAAGTCTGGTGTGAAAACTTGGGGCTCAACCCCAAATTGCATTGGATACTGGCAAA 
CTAGAGTTATGTAGAGGTAAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACC 
AACTTGGNGNAGGCAGCTTACTGGACATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGATGATTAGCTGATGGGGAACTCATCGGCGCNNAACGC 
ATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTTGAAGATAACGCGTAGAACCTTACCCGCTCTTGACATCTTCCGCAAA 
GCTATAGAGATATAGTGGAGGCTAACGGAATGACAGATGGTGCATGGTTGTCGTCAGTTCGTGTCGTGAG 
ATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCCTTAGTTAGATGATCTAAGGAGACTGCCCGAG 
TAATTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCNTCTTACGAGCGGGGCAACACACGTGCTAC 
AATGGGACGGTACAAAGAGAAGCAAGACAGCGATGTGGAGCAAATCTCAAAAAACCGTTCTCAGTTCGGA 
TTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCNNNNACGCTACGGTGAA 
TACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGT 


TAACCACGGAGACAATCGCTAAGGCAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTAACCG 


>gi|219846425|ref|NR_026016.1| Sagittula stellata strain E-37 16S ribosomal RNA, partial sequence 
CTGGCGGCAGGCCTAACACATGCAAGTCGTGCGCGCCTTCGGGTGAGCGGCGGACGGGTGAGTAACACGT 
GGGAATATGCCCTTCTGTTGAGGATAGCCCCGGGAAACTGGGAGTAATACTCGATACGCCCTTTGGGGGA 
AGGAAGGATTAGCCCGCGTCTGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCAGTAGC 
TGGTTTTAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGA 
GGAATCTTAGACAATGGGCGAAAGCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTCGTA 
AAGCTCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACTGGAA 
AGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCCAAAACTATCAGTCTAGAGTTCGAGAGA 
GGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGC 
TCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACACCGTAAACGATGAATGCCAGTCGTCGGGTTGCATGCAATTCGGTGACACACCTAACGGATTAAGCA 
TTCCGCCTGGAGAGTACGGTCGCAAGATTAANACTCACAGGAATTGACGGCGGCCCGCACAAGCGGNGGA 
GCATGTGGCTTAATTCGAAGGAACGCGCAGAACCTTACCAACCCTTGACATCCTGTGCTAACCCGAGAGA 
TCGGACTTTCCCTTCGGGGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
CGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGGCAGCAGTTCGGCTGGGCACTCTAGGGAA 
ACTGCCCGAGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTAC 
ACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAACTGTCTCAGTTCGGATTGGGGTCTGCA 
ACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAAATACGTTCCCGGN 
CCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTGACGTCCGTGCGCTAACCTTCGGGAG 
GCAGCGGACCACGGTAGGATCAGCGACTGGGGTGAANTCGTAA 


>gi|219846424|ref|NR_026015.1| Halothiobacillus halophilus strain DSM 6132 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGTAACAGGA 
GAGAGCTTGCTCTCTTGCTGACGAGTGGCGGACGGGTGAGTAATACATGGGAATCTGCCCTGAGGTGGGG 
GATAACCCGGGGAAACTCGGGCTAATACCGCATGATCTCTTCGGAGCAAAGTGGGGGACCTTCGGGCCTC 
ACGCCTTGGGATGATCCCATGTCTGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCAAT 
AGCCGGCCTGAGAGGGCGGACGGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTT 
GTAAAGCACTTTTATCGGGGAAGAATAGGTTGTCGTTAATACGCCAACACTTGACATTACCCGTTGAATA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGG 
CGTAAAGCGTGCGTAGGCGGAAGCTTAAGTCTGATGTGAAAGCCCCGGGCTTAACCTGGGAATGGCATTG 
GAAACTGGGTTTCTAGAGTGTGGTAGAGGATAGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATT 
GGAAAGAACACCGATGGCGAAGGCAGCTATCTGGGCCAAACCTGACGCTGAGGTACGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTTGTCGTTGGGGGAGTTTAATC 
CTTCAGTGACGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTG 
GCCTTGACATCCTCGGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCCTAGTTG 
CCAGCACTTCGGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAA 
GTCATCATGGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGTCGGTACAATGGGTAGCTAAGCCGC 
GAGGTGGAGCCAATCCCTCAAAGCCGATCTTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCG 
GAATCGCTAGTAATCGCAGATCAGCATGTCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCACCAGAAGTGGCTAGTCTAACCTTCGGGAGGACGGTCACCACGGTGTGA 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|219846422|ref|NR_026013.1| Clostridium chauvoei strain 2585 16S ribosomal RNA, complete sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGGAGAGTT 
CCTTCGGGAACAAACCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTGTAGAGGGGAATAG 
CCTTCCGAAAGGAAGATTAATACCGCATAATATTGCAGCTTCGCATGGAGCAGTAATTAAAGGAGCAATC 
CGCTACAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTA 
GCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCG 
TAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTT 
TAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGA 
GAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGAT TAGGAAGAACACCAGTGGCGAAGGCG 
ACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGGATACTAGGTGTGGGAGGTATCAACTCCTTCCGTGCCGCCGTTAACACATTA 
AGTATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAG 
CGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGCATTACTCT 
TAATCGAGGAAGTCTCTTCGGAGACAGGATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGC 
GAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGC 
TACACACGTGCTACAATGGCAAGTACAACGAGATGCAATACCGCGAGGTGGAGCTAAACTATAAAACTTG 
TCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCAT 
GTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAA 
GTTCGTGAGCTAACCGCAAGGAGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAG 
GTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTT 


>gi|219846420|ref|NR_026011.1| Mycobacterium hassiacum strain 3849 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCG 
AACGGGTGAGTAACACGTGGGTGACCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GGATATTCCCTTCTGGCCGCATGGTTGGTTGGGGAAAGCGTTATGTAGCGGTGTGGGATGGGCCCGCGGC 
CTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCGCCGACG 
AAGCGTAAGTGACGGTAGGCGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTCCGTGAAAT 
CCCACGGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTGCTGCAGGGGAGACTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGCTAC 
TGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGT 
GGGTACTAGGTGTGGGTTCTTTCCTAAGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCT 
TTGGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCCCATGTTGCCAGCGGGTGATGCCGGGGACTCATGGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGCCGGTACAAAGGGCTGCGAAGCCGTGAGGTGGAGCGAATCCCTGCAAAGCCGGTCTCAGTTCGGATCG 
GGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAAC 
CCGTCAGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCG 
GAAGGTGCGGATGGATCACCT 


>gi|219846419|ref|NR_026010.1| Bacillus sporothermodurans strain M215 16S ribosomal RNA, partial sequence 
CTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTTGATGGGAGCTTGCTCCCTGAGAGTTAGCGGCG 
GACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACC 
GGATAACTTTTTTCTTCGCATGAAGGAGAATTGAAAGACGGCTTTAAGCTACCACTTACAGATGGACCCG 
CGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACTTGAGAGGGTGA 
TCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATG 
GACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGG 
GAAGAACAAGTATCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGG 
CGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGA 
GTGCAGAAGAGAAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGG 
CGAAGGCGGCTCTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCTA 
ACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTTG 
ACCTCCCTAGAGATAGGGATTTCCCTTCGGGGACAAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCAGTTGG 
GCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGTTGCTAGACCGCGAGGTTACGCCAATCC 
CATAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTG 
TAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAA 
GTCGTAACAAGGTAGCCGTATCGGAAG 


>gi|219846418|ref|NR_026009.1| Actinomadura verrucosospora strain A-184 16S ribosomal RNA, partial 
sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTG 
CCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCACTGGTCGCATGATCGTG 
TGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCA 
AGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCGAGACTCC 
TACGGGAGGCAGGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGAGGGA 
TGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGC 
GCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGT 
AAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCACGGCTTAACCGTGGGTCTGCGGTGGATA 
CGGGCAGACTAGAGGCAGGTAGGGGAGAACGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGA 
GGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTTGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTC 
CGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTT 
GACATCGCCGGAAACATCAGAGATGTGGGGTCCTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACCTT 
CGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
CCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAG 
CGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTA 
GTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACG 
AAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACCTTGTGTGGGGGGAGCGGTCGAAGGTGGGGCCGG 
CGATTGGGACG 


>gi|219846417|ref|NR_026008.1| Actinomadura rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTG 
CCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATATGACCCTCCATCGCATGGTGTGA 
GGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCA 
AGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCTT 
ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGATG 
ACGGCCTTCGGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCG 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTA 
AAGAGCTCGTAGGCGGTTTGTTGCGTCCGTCGTGAAAGCCCACGGCTTAACTGTGGGTCTGCGGTGGATA 
CGGGCAGACTAGAGGCAGGTAGGGGAGCATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGA 
GGAACACCGGTGGCGAAGGCGGTGCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTC 
CGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTT 
GACATCGCCGAAAACTCGCAGAGATGCGGGGTCCTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTT 
CGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
CCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAG 
CGAATCCCGTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTA 
GTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCGCGTCACG 
AAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCTTTTGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATT 
GGGACG 


>gi|219846416|ref|NR_026007.1| Actinomadura macra strain FD 25934 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTTGGGAGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTG 
CCCCTGACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTGCGTCACGCATGTGGTGT 
GGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAA 
GGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAGGCCTGAGCCAGCGACGCCGCGTGAGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTTTGGTGACGGTACCTGCAGAAGAAGCGCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAGTACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAA 
GAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCACGGCTTAACCGTGGGTCTGCGGTGGATACGG 
GCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAGTGCGCAGATATCGGGAGGA 
ACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTTCTTCCACGGATTCCGC 
GCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGA 
CATTGCCGGAAACCAGCAGAGATGTTGGTCCTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGG 
TGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCC 
TTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAA 
TCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAA 
TCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAG 
TCGGCAACACCCGAAGCCCGTGGCCCAACCCTTGTGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGG 
ACG 


>gi|219846415|ref|NR_026006.1| Actinomadura luteofluorescens strain 04745 16S ribosomal RNA, partial 
sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTG 
CCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATAACCACTGGTCTCATGATCGGG 
TGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCA 
AGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGAGGGATG 
ACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCGC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAA 
AGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCACGGCTTAACCGTGGGTCTGCGGTGGATACG 
GGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGG 
AACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGGGGAGCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCG 
CGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGA 
CATCGCCGGAAACATCAGAGATGTGGGGTCCTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGACTTCG 
GGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCC 
CCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCG 
AATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGT 
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTGCACACCGCCCGTCACGTCACGAA 
AGTCGGCAACACCCGAAGCCCGTGGCCCAACCACCTTGTGTGGGGGGAGCGGTCGAAGGTGGGGCCGGCG 
ATTGGGACG 


>gi|219846414|ref|NR_026005.1| Actinocorallia libanotica strain IFO 14095 16S ribosomal RNA, partial 
sequence 


GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTG 
CCCCCGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACACACACCGCATGGTGGAGT 
GTGGAAAGTTTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCCACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGGGGATGA 
CGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGACGAAAACAGACGGTACCTGCAGAAGAAGCGCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGCGGTCTGTCGCGTCGGATGTGAAAGCTCGAGGCTTAACCTCGGGTCTGCATCCGATACGGGCA 
GACTAGAGGCAGGTAGGGGAGAACGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACA 
CCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGACCTTCCACGGTTTCCGCGCC 
GCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGACATC 
GCCGGAAAACTCGCAGAGATGCGGGGTCCCTTGTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATG 
GTGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCC 
TTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTAAGGTGGAGCGAA 
TCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAA 
TCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAG 
TCAGCAACACCCGAAGCCCGTGGCCCAACCCGCAAGGGAGGGAGCGGTCGAAGGTGGGGCCGGCGATTGG 
GACG 


>gi|219846413|ref|NR_026004.1| Actinomadura coerulea strain IFO 14679 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTG 
CCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCACTGGTCGCATGATCGTG 
TGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTCGGTGGGGTGATGGCCTACCA 
AGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGAGGGATG 
ACGGCCTCCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCGC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAA 
AGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCACGGCTTAACCGTGGGTCTGCGGTGGATACG 
GGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGG 
AACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCG 
CGCCGCAGCTAACGCATTAAGCGCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGAC 
ATCGCCGGAAAACCATCAGAGATGGTGGGTCCTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCG 
GGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCC 
CCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCG 
AATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGT 
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAA 
AGTCGGCAACACCCGAAGCCCGTGGCCCAACCACCTTGTGTGGGGGGAGCGGTCGAAGGTGGGGCCGGCG 
ATTGGGACG 


>gi|219846412|ref|NR_026003.1| Actinomadura atramentaria strain SF2197 16S ribosomal RNA, partial 
sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGAGTACTCGAGCGGCGGACGGGTGAGTAACACGTGAGCAACCTG 
CCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATGCGACCACTGCAGGCATACTGTTG 
GTGGTGGAAAGTTTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACC 
AAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGAT 
GACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCG 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTA 
AAGAGCTCGTAGGCGGCTTGTCACGTCGGGTGTGAAAGCCCACAGCTTAACTGTGGGTCTGCATCCGATA 
CGGGCAGGCTAGAGGCAGCTAGGGGAGCATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGA 
GGAACACCGGTGGCGAAGGCGGTGCTCTGGGGCTGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTC 
CGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCT 
TGACATCGCCGGAAATCCTCAGAGATGGGGGTCCTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGT 
GATGGTGGGGACTCATGGGGGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCAT 
GCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGA 
GCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCT 
AGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCAC 
GAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCGCAAGGGAGGGAGCGGTCGAAGGCGGGGCCGGCG 
ATTGGGACG 


>gi|219846411|ref|NR_026002.1| Microbispora rosea subsp. aerata strain P132 16S ribosomal RNA, partial 
sequence 

GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTG 
CCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATACGACACATGGCCGCATGGTCTGT 


GTGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACC 
AAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGAT 
GACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGA 
GCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCCCGTGGCTTAACTACGGGTCTGCGGTGGATACGGG 
CAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAA 
CACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGG 
ATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGTCTTCCACGATTCCTGTG 
CCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGAC 
ATACACCGGAAACGCCCAGAGATGGGTGCCTCCTTTTGGACTGGTGTACAGGTGGTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGC 
CCGTTTGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGTCGGTACAGAGGGTTGCGATACCGTG 
AGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGG 
AGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCTTTGTGGGGGGAGCGGTCGAAGGTGGGG 
CTGGCGATTGGGACG 


>gi|219846410|ref|NR_026001.1| Nonomuraea spiralis strain IFO 14097 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTG 
CCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCGCCCCGGCATCGGGTGGT 
GGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCA 
AGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAGCCTGAGCCAGCGACGCCGCGTGGGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGCCGG 
CTAGAGGTAGGTAGGGGCAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACC 
GGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGGGCGAAAGGCGTGGGGAGCGAACAGGATT 
AGATATCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGACCCTTCCACGGGTTCGTGCCGG 
AGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACATCA 
CCCGGAAAGCTCTGGAGACAGAGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCACGCCTTCGG 
GGTGGTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCAT 
GCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGAAACCGCGAGGTGGA 
GCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCT 
AGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCAC 
GAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCGTAAGGGGGGGAGCGGTCGAAGGTGGGGCTGGCG 
ATTGGGACG 


>gi|219846409|ref|NR_026000.1| Nonomuraea recticatena strain IFO 14525 16S ribosomal RNA, partial 
sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGGGTAACACGTGAGCAACCTG 
CCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCGCCCCGGCATCGGGTGGT 
GGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCA 
AGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAGACCTGCGCCAGCGACGCCGCGTGGGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCTCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGCT 
GGCTAGAGGTAGGTAGGGGAGAACGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGTTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGATCTTCCACGATTCCGTGCCG 
GAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGACATC 
GCCCGGAAAGCTGCAGAGATGTGGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCAGGGCCTTC 
GGCGTGCTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTG 
GAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTC 
ACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTGGGGGGAGCGGTCGAAGGTGGGGCT 
GGCGATTGGGACG 


>gi|219846408|ref|NR_025999.1| Nonomuraea polychroma strain IFO 14345 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGGGTAACACGTGAGCAACCTG 
CCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCGTTTCGGCATCGGATGGT 
GGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCA 
AGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGATG 


ACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAG 
CTCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCGCCCAGCTTAACTGCGGGTCTGCGGTGGATACGGGC 
CGGCTAGAGGTAGGCAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAC 
ACCGGTGGCGAAGGCGCTTTGCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGTCTTCCACGATCTCGTGCC 
GGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACAT 
CACCCGGACACTCCCAGAGATGGGGGCTTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCACGCCTCT 
TCGGGGTGGTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCA 
TCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGG 
TGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGT 
CGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACG 
TCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCGTAAGGGGGGGAGCGGTCGAAGGTGGGGCT 
GGCGATTGGGACG 


>gi|219846407|ref|NR_025998.1| Microtetraspora niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTG 
CCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATACGACCATTTCGGGCATCCGATGG 
TGGTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACC 
AAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGAGCCAGCGACGCCGCGTGGGGGAT 
GACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGA 
GCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCTTAGGGCTTAACCCTAGGTCTGCGGTGGATACGGG 
CAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAA 
CACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGG 
ATTAGATACCCTGGTAGTCCGCGCTGTAAACGTTGGGCGCTGGGTGTGGGGTGCTTCCACGTGTCCCGTG 
CCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTCAG 
ATACACCGGAAACCTTCAGAGATGGAGGCCTCTTCGGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCGACGCC 
TTTGGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTC 
ATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAG 
GTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAG 
TCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
GTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCGGTTTTCCGGGGGGAGCGGTCGAAGGTGGG 
GCTGGCGATTGGGACG 


>gi|219846406|ref|NR_025997.1| Microtetraspora fusca strain T/457 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGC 
CCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCATTTCGGCATCCGATGGTG 
GTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAA 
GGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCTTAGGGCTTAACCCTAGGTCTGCGGTGGATACGGGCA 
GGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGTGCTTCCACGTGTCCCGTGCC 
GTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACAT 
ACACCGGAAAGCCTCAGAGATGGGGCCCTCTTCGGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGCCTTT 
GGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTG 
GAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTC 
ACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCGGTTTTCCGGGGGGAGCGGTCGAAGGTGGGGCT 
GGCGATTGGGACG 


>gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea strain IFO 14094 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTG 
CCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCACTTCAGGCATCTGATGG 
TGGTGGAAAGATTTCTTGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACC 
AAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGAT 
GACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGA 
GCTCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCGCAGCTTAACTGCGGGTCTGCGGTAGATACGGGCC 
GGCTAGAGGTAGGCAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACA 


CCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGACCCTTCCACGGGTTCGTGCCG 
GAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACATCA 
CCCGGAAACGTGCAGAGATGTGCGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGCTCCTTC 
GGGGGTGGTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCTAAACCGCGAGGT 
GGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTC 
GCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGT 
CACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACCTCGTGTGGGGGGAGCGGTCGAAGGTGGGG 
CTGGCGATTGGGACG 


>gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa strain 104 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTG 
CCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATACGACTCCGGCCGCATGGTCTGGT 
GGTGGAAAGTTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACC 
AAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGAT 
GACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGA 
GCTCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGCC 
GGCTAGAGGTAGGTAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGTCTTCCACGATCTCGTGCCG 
GAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 
GCCCACACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACATC 
ACCCGGACCGGTCTAGAGATAGATCTTCCCTTTTGGGCTGGGTGACAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCAACCTCT 
TCGGAGGGTTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCA 
TCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGG 
TGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGT 
CGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACG 
TCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCTTGTGGGGGGAGCGGTCGAAGGTGGGGCTG 
GCGATTGGGACG 


>gi|219846403|ref|NR_025994.1| Nonomuraea angiospora strain IFO 13155 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGGTGAGCAACCT 
GCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCGCCCCGGCATCGGGTGG 
TGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTAGCA 
AGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGATG 
ACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGAAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGCCG 
GCTAGAGGTAGGTAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGATCTTCCACGATTCCGTGCCGG 
AGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACATCA 
CCCGGAAAGCCCTGGAGACAGAGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCACGCCTTCGG 
GGTGGTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCAT 
GCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGA 
GCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCT 
AGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCAC 
GAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTGGGGGGAGCGGTCGAAGGTGGGGCTGG 
CGATTAGGGCG 


>gi|219846402|ref|NR_025993.1| Nonomuraea africana strain IFO 14745 16S ribosomal RNA, partial sequence 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTG 
CCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCGCCCCGGCATCGGGTGGT 
GGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCA 
AGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGAGCCAGCGACGCCGCGTGGGGGATG 
ACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGCCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAG 
CTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCTCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGC 
TGGCTAGAGGTAGGTAGGGGAGAACGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAC 
ACCGGTGGCGAAGGCGGTTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGTCTTCCACGATCTCGTGCC 
GGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCGCCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGACAT 


CGCCCGGAAAGCTGCAGAGATGTGGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCTCCATGTTGCCAGCACGCCTTC 
GGGGTGGTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGCGAGGTG 
GAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTC 
ACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTGGGGGGAGCGGTCGAAGGTGGGGCT 
GGCGATTGGGACG 


>gi|219846401|ref|NR_025992.1| Vibrio scophthalmi strain A089 16S ribosomal RNA, partial sequence 
CTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCAAAAGCTTGCTTTTGATGATGACGAGC 
GGCGGACGGGTGAGTAATGCCTGGGAATATGCCTTGATGTGGGGGATAACCATTGGAAACGATGGCTAAT 
ACCGCATAATGCCTACGGGCCAAAGAGGGGGATCTTCGGGCCTCTCGCGTCAAGATTAGCCCAGGTGGGA 
TTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAAG 
GTAGTTGCGTTAATAGCGTAATTATTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGT 
TAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGCAGACTAGAGTACTGTA 
GAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCG 
GCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGANNTAACGCGTTAA 
GTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGCCAGCGG 
AGACGCAGGTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAG 
GGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGG 
CTACACACGTGCTACAATGGCGCATACAGAGGGCTGCCAACCAGCGATGGTGAGCGAATCCCAAAAAGTG 
CGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGA 
ATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAG 
AAGTGGGTAGTTTAACCTTTCGAGGAGGACGCTCACCACTTTGTGTTCATGACTGGGGTTAAGTCGTAAC 
AAGGTAGCGCTAGGGGAACCTGGCGCT 


>gi|219846398|ref|NR_025989.1| Mycoplasma ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 
CTATCTGTGTGCTTAATACATGCATGTTGAACGGAATATGTTAGCTTGCTAATATATTTAGTAGCAAATG 
GGTGAGTAACACGTACCTAACCTACCTTTTGGACCGGGATAACCATTGGAAACAGCGGCTAATACCAGAT 
ACGATAAAAAAATGCATGTTTTTTTATTAAAAGAAGCCTTTAAAGCTTCACCAAAAAATGGGGGTGCGCA 
ACATTAGTTAGTTGGTAGGGTAAAGGCCTACCAAGACGATGATGTTTAGCGGGGCCAAGAGGCTGTACCG 
CCACACTGGGATTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTCCACAATGAGCG 
AAAGCTTGATGGAGCGACACAGAGTGCAGGATGAAGTCTTTAGGGATGTAAACTGCTGTTGTAAGGGAAG 
AAAAAACTAGATAGGAAATGATTTAGTCTTGACGGTACCTTATTAGAAAGTGACGGCAAACTATGTGCCA 
GCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGCAGGTTTTT 
TGTTAAGTTTAAGGTTAAATGCTAAAGCTCAACTTTAGTTCGCTTTAGATACTGACAAAATAGAATTATG 
AAGAGGTTAGCGGAATTCCTAGTGGAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATAGGCGAAG 
GCAGCTAACTGGTCATATATTGACACTAATGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGATCATTAGTTGGTGGCAAAAGTCACTAGCACAGCTAACGCGTTAAATGA 
TCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGAACCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCCTCGCAAAACTATAGAGAT 
ATAGCGGAGGCTAACGAGATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTAGGTTA 
AGTCCTGCAACGAGCGCAACCCTTTTCTTTAGTTGCTAACATTAAGTTGAGAACCCTAGAGATACTGCCG 
GTGCAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGC 
TACAATGGCTACTACAAAGAGCAGCGAAACAGTGATGTCAAGCTAATCTCAAAAAAGTAGTCTCAGTTCG 
GATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCTATACTGCGGTG 
AATACGTTCTCGGGTTTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCAAAGTCGGTGAG 
TTAACCTCGGAGACCATTACCTAAGGCAGGACCGATGACTGGGGTGAAGTCGTAACAAGGTATCCCTACG 
AGAAC 


>gi|219846397|ref|NR_025988.1| Mycoplasma canadense strain 275c 16S ribosomal RNA, partial sequence 
GCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTTCTTTTGAACCTAGCGGCGAATGGGTGAGTAA 
CACGTACTTAATCTACCCTTTAGATTGGAATACCCAATGGAAACATTGGCTAATGCCGGATACGCATGAA 
ATCGCATGATTTCAATGTGAAAGGAGCCCTTAAAGCTCCACTAAAGGATGAGGGTGCGGAACATTAGTTA 
GTTGGTAGGGTAATGGCCTACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGG 
ACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGAT 
GGAGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAGGGAAAGAACACTTGGT 
TGAGGAAATGCTTCCAAGCTGACGGTACCCTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGG 
TAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCT 
GGAGTCAAATACCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAGGTAAG 
CGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTG 
GGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGATCATTAGTCGGTGGAGAATTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTA 
GTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTTGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAATGCTATAGAGATATAGCGGAGGT 
TAACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAAC 


GAGCGCAACCCCTATCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGGGTAACTG 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGT 
CGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGT 
CTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATACGTTC 
TCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTAGCTAACCTCG 
GAGGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi strain M165/69 16S ribosomal RNA, partial sequence 
CTCGCTGTGTGCCTAATACATGCATGTTGAACGGAATATTTTAGCTTGCTAAAATATTTAGTAGCGAATG 
GGTGAGTAACACGTACCTAATCTACCTTTAGGTTCGGGATAACTTTTGGAAACAAGAGCTAATACCTGAT 
ATAGTTTATTTTCGCATGAAGATAAATAAAAAGGAGCTTCACGGCTTCGCCTAGAAATGAGGGTGCGGAA 
CATTAGTTAGTTGGTGAGGTAATGGCTCACCAAGACGATGATGTTTAGCGGGGCCAAGAGGTTGTACCGC 
CACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAAGGAATTTTCCACAATGAGCGA 
AAGCTTGATGGAGCGACACAGCGTGCACGATGAAGTCTTTAGGGATGTAAAGTGCTGTTATAAGGAAAGA 
AAAAATTAAATAGGAAATGATTTAATCTTGACGGTACCTTATTAGAAAGCGACGGCAAACTATGTGCCAG 
CAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGTAGGTGTTTT 
GTTAAGTTTAAGGTTAAATACTGAAGCTCAACTTCAGCCCGCTTTAGATACTGGCAAAATAGAATTATGA 
AGAGGTTAGCGGAATTCCTAGTGGAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATAGGCGAAGG 
CAGCTAACTGGTCATAAATTGACACTAAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCTGTAAACGATGATCATTAGTTGGTGGTAATAATCACTAGCACAGCTAACGCGATAAATGAT 
CCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGAACCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTTGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTGCAAAGCTATAGAGATA 
TAGTAGAGGTTAACAAGATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTAGGTTAA 
GTCCTGCAACGAGCGCAACCCCTTTCTTTAGTTACTAACATTAAGTTGAGGACTCTAGAGACACTGCCAG 
CGTAAGCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCT 
ACAATGGCTACTACAAAGAGAAGCAAAACGGTGACGTCCAGCAAATCTCAAAAAAGTAGTCCCAGTTCGG 
ATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCTATACTGCGGTGA 
ATACGTTCTCGGGTTTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATACCCAAAGTCGGTTAGT 
TAACTTCGGAGACTGCTGCCTAAGGTAGGACTGATGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGA 
GAAC 


>gi|219846395|ref|NR_025986.1| Mycoplasma bovirhinis strain PG43 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTCATTAGAACTTAGCGGCGAATGGGTGAGTAAC 
ACGTACTTAACATACCTCTTAGATTGGGATAACGGTGAGAAATTATCGCTAATACCGGATACTTATATAA 
GTCGCATGACTTATATATAAAAGAAGCCTTAAAGCTTCACTAAGAGATTGGGGTGCGGAACATTAGCTAG 
TTGGTAAGGTAATGGCTTACCAAGGCAATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATG 
GAGCGACACAGCGTGCAGGATGACGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAGCATTA 
GAGGAAATGCTAGTGCCTTGACGGTACCTTGTYAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGT 
AATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTATGTTAAGTCTG 
GCGTGAAAACTTGGGGCTCAACCCCAAATTGCGTTGGATACTGGCATGCTAGAATTGTGTAGAGGTTAGC 
GGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATTTGGCGAAGGCAGCTAACT 
GGGCACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
TGTAAACGATGATGATTAGCTGATAGAGAGGTCTATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAG 
TAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGCAGAG 
GTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCA 
ACGAGCGCAACCCTTGTCCTTAGTTAATTTTTTAGGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGA 
CGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGATAGTACAAAGAGAAG 
CAACATGGTGACATCAAGCAAATCTCAAAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACAC 
ACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACTGCCTA 
AGGCAGGGCCGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain Isley 16S ribosomal RNA, partial sequence 
CTGGCGGCATGCCTAATACATGCAAGTCGATCGGGCGTAGCAATACGCTAGAGGCGAACGGGTGAGTAAC 
ACGTATCCAATCTACCCCAAAGTGGGGGACAACTAGTCGAAAGATTAGCTAATACCGCATAATAAATGCA 
CTATCGCATGAGAAGCATTTTAAAGGTCCGTTTGGACCGCTATGGGATGAGGGTGCGGCATATCAGCTAG 
TTGGTGAGGTAACGGCCCACCAAGGCGATGACGTGTAGTTATGCTGAGAGGTAGAATAACCACAATGGGA 
CTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATG 
GAGCAATGCCGCGTGAACGATGAAGGTCTTAATGGATTGTAAAGTTCTTTTATTTGGGAAGAATTGCCAA 
TAGAGGAAATGCTATTGGTTTGACGGTACCATTTGAATAAGTAACGACTAACTATGTGCCAGCAGTCGCG 
GTAATACATAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCAAGCGCAGGCGGATTAGAAAGTC 
TGGTGTTAAAAACAACTGCTTAACGGTTGTATGCATTGGAAACTTCTAGTCTAGAGTGTGGTAGAGAGTT 
CTGGAACTCCATGTGGAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTTGCGAAGGCGAGAACTT 
AGGCCATTACTGACGCTTAGGCTTGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACAC 
CGTAAACGATGGATGTTAGGTGTCGGGGCGATCACCTCGGTGCCGCAGCTAACGCATTAAACATCCCGCC 
TGGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGT 
TGCTTAATTCGACGGTACACGAAAAACCTTACCTAGATTTGACATCCTTGGCAAAGCTATAGAAATATAG 
TGGAGGTTAACCGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTTTCGTTAGTTACTTTGTCTAGCGATACTGCCAACGCAAGTTGGAGGAAGG 
TGGGGACGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTGCAAACGTGCTACAATGGCCATTACAAA 
CAGTTGCAAATCCGCAAGGTGGAGCTAATCTGCAAAGATGGTCTCAGTTCGGATTGAGGGCTGCAATTCG 


CCCTCATGAAGTCGGAATCACTAGTAATCGCGAATCAGCCATGTCGCGGTGAATACGTTCTCGGGTCTTG 
TACACACCGCCCGTCAAACTATGAGAGCTGGTAATATCTAAAACCGTGTTGCTAACCGTAAGGAAGCGCA 
TGTCTAGGGTAGGACTGGTGATTGGAGTTAAGTCGTAACAAGGTACCCCTACGAGAAC 


>gi|219846393|ref|NR_025984.1| Mycoplasma alkalescens strain PG51 16S ribosomal RNA, partial sequence 
CTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTTTTTTAAACCTAGCGGCGAATGGGTGAGTAACA 
CGTGCTTAATCTACCCTTTAGATTGGAATACCCAATGGAAACATTGGCTAATGCCGGATACGCATAAAAT 
CGCATGATTTTGTTGTGAAAGGAGCCTTTAAAGCTCCACTAGAGGATGAGGGTGCGGAACATTAGTTAGT 
TGGTAGGGTAATGGCCTACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGAC 
TGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGG 
AGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAGGGAAAGAAAACTTGGTTG 
AGGAAATGCTTCCAAGCTGACGGTACCCTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTTGTAGGCTGTTTATTAAGTCTGG 
AGTTAAATCCCAGGGCTCAACCCTGGTTCGCTTTGGATACTGGTAAACTAGAGTTGGATAGAGGTAAGCG 
GAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGG 
TCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGATCATTAGTCGGTGGAGAATTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGT 
ATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
TGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAAAGCTATAGAGATATAGTCGAGGTTA 
ACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGA 
GCGCAACCCCTATCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGGGTAACTGGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCG 
GTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAARCCGATCTCAGTTCGGATTGGAGTCT 
GCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATACGTTCTC 
GGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCGAAGTCGGTTAGCTAACCTCGGA 
GGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAAC 


>gi|219846392|ref|NR_025983.1| Borrelia coriaceae strain Co53T 16S ribosomal RNA, partial sequence 
TGATCCTGGCTTAGAACTAACGCTGGCAGTGCGTCTTAAGCATGCAAGTCAGACGGGATGTAGCAATACA 
TTCAGTGGCGAACGGGTGAGTAACGCGTGGATAATCTACCTACGAGATGGGGATAACTATTAGAAATAGT 
AGCTAATACCGAATAAAGTCAATTGAGATGTCAATTGATGAAAGGAAGCCTTTAAAGCTTCGCTTGTAGA 
TGAGTCTGCGTCTTATTAGCTAGTTGGTAGGGTAAGAGCCTACCAAGGCTATGATAAGTAACCGGCCTGA 
GAGGGTGATCGGTCACACTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTT 
CCGCAATGGGCGAAAGCTGACGGAGCGACACTGCGTGAACGAAGAAGGTCGAAAGATTGTAAAGTTCTTT 
TATAAATGAGGAATAAGCTTTGTAGGAAATGACAAGGTGATGACGTTAGTTTATGAATAAGCCCCGGCTA 
ATTACGTGCCAGCAGCCGCGGTAATACGTAAGGGGCGAGCGTTGTTCGGGATTATTGGGCGTAAAGGGTG 
AGTAGGCGGATATGCAAGTCTATGCGTAAAATACCACAGCTCAACTGTGGAACTATGCTGGAAACTGCAT 
GACTAGAGTCTGATGGGGGAAGTTAGAATTCCTGGTGTAAGGGTGGAATCTGTTGATATCAGGAAGAATA 
CCAGAGGCGAAAGCGAACTTCTAGGTCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCTACGCTGTAAACGATGCACACTTGGTGTTAATCGAAAGGTTAGTACCGAAGCT 
AACGTGTTAAGTGTGCCGCCTGGGGAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGAAACCTTACCAGGGCTTGACATATACAG 
GATGTAGTTAGAGATAACTATTCCCCGTTTGGGGTCTGTATACAGGTGCTGCATGGTTGTCGTCAGCTCG 
TGCTGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTCTGTTACCAGCATGTAAAGAT 
GGGGACTCAGATGAGACTGCCGGTGATAAGCCGGAGGAAGGTGAGGATGACGTCAAATCATCATGGCCCT 
TATGTCCTGGGCTACACACGTGCTACAATGGCCTGTACAAAGCGACGCGAAACAGTGATGTGAAGCAAAA 
CGCATAAAGCAGGTCTCAGTCCAGATTGAAGTCTGAAACTCGACTTCATGAAGTTGGAATCGCTAGTAAT 
CGTATATCAGAATGATACGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTT 
GAGGATACCCGAAGTTATTATTCTAACCCGCAAGGGAGGAAGGTACCTAAGGTATGTTTAGTGAGGGGGG 
TGAAGTCGTAACAAGGTAGCCGTACTGGAAAGTGTGGCTGGATCACCTC 


>gi|219846391|ref|NR_025982.1| Geobacter chapelleii strain 172 16S ribosomal RNA, partial sequence 
ACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAATTAAGGAGCTTGCTCTTTAATTTAGTGGCGC 
ACGGGTGAGTAACGCGTAGATAATCTGCCTGATGATCTGGGATAACATTTCGAAAGAGGTGCTAATACCG 
GATAAGCCCACGAAGTCTTTGGACTTTGCGGGAAAAGGGGGGGACCTTCGGGCCTTCTGTCATCAGATGA 
GTCTGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGGTTAGCTGGTCTGAGAG 
GATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCN 
CAATGGGCGAAAGCCTGACGCASCAACSCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAAGCTCTGTCA 
AGGGGAAAGAAGTGTATTGTGGCTAATATCCACGATACTTGACGGTACCCCTAAAGGAAGCACCGGCTAA 
CTCCGTGCCAGCANCCGCGGTAATACGGSGGGTGCAAGCGTTGTTCGGATTTATTGGGCGTAAAGCGCGT 
GTAGGCGGTTTGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATTGGATACTGGCAGA 
CTTGAATACGGGAGAGGGTAGTGGAATTCCTGGTGTAGGAGTGAAATCCGTAGATATCAGGAGGAACACC 
GGTGGCGAAGGCGGCTGCCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTA 
GATACCCTGGTAGTCCACNCCGTAAACGATGAGTACTAGGTGTTGCGGGTATTGACCCCTGCAGTGCCGC 
AGCTAACGCATTAAGTACTCCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGGCTTGACATCT 
ACGGAACCTCTGTGAAAGCAGGGGGTGCCTTTCGGGGAGCCGTAAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCCTCAGTTGSCATCATTTA 
GTTGGGCACTCTGTGGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGAGTTGCGATACCGTGAGGTGGAGCC 
AATCTCATAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGA 
GTCGATTGGTCCCGAAGTGCGTGAGCTAACCCGCAAGGGAGGCAGCGTCCTAAGGAATGGTCGGTGACTG 


GG 


>gi|219846390|ref|NR_025981.1| Butyrivibrio fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial 


sequence 
TGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGTTATTCGCTGATGAAGCTTCGGCAGAATCTTGAAT 
AACTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGGGATAGCAGTTGGAAACG 
ACTGATAACACCGCATAAGCGCACAGTGTCGCATGACACAGTGTGAAAATATTTATAGGTATGAGATGGA 
CCCGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCAGTAGCCGGCCTGAGAGG 
GCGGACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGGATATTGCAC 
AATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAG 
CAGGGAAGAAAGACCTCGTAAGAGGGGATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGT 
ATCAAGTCTGAAGTGAAACCCCACGGCTCAACCGTGGGCTTGCTTTGGAAACTGGTAGACTAGAGTACTG 
GAGAGGTAAGCGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAACATCAGTGGCGAAGG 
CGGCTTACTGGACAGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGAGACATAGTCTTTCAGTGCCGGCGCTAACGCAAT 
AAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGAGATCCAGATGAATGATG 
GGTAATGCCATCAGTCCTTCGGGACATCTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTCAAGTCCCGCAACGAGCGCAACCCTTGTCCATAGTAGCCAGCAGTAAGATGGGCACTCTAT 
GGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGG 
CCACACACGTGCTACAATGTCGTAACAAAGGGAAGCAACCCTGCGAAGGTGAGCAAATCCCAAAAATAAC 
GACCCAGTTCGGACTGTAGGCTGCAACCCGCCTGCACGAAGCTGGAATCGCTAGTAATCGCAGATCAGAA 
TGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCGGAAATGCCCAA 
AGTCAGTGGCCTAACCGTAAGGAGGGAGCTTGCTAAGGCAGGTCGGATAACTGGGGTGAAGTCGTAACAA 
GGTAGCC 


>gi|219846388|ref|NR_025979.1| Desulfotomaculum thermocisternum strain 
sequence 
ACGGGTGAGTAACGCGTGGATAACCTGCCAATTAGACCGGGATAACGCTGGCAAACTGGGGCTAATACCG 
GATACGCTCCTTACCCCGCATGGGGTGAGGAGGAAAGGGGAAACCCGCTAATGGATGGGTCCGCGTCCCA 
TTAGCTAGATGGTGGGGTAACGGCCTACCATGGCGACGATGGGTAGCCGGCCTGAGAGGGTGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAA 
GCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTTCTGGGGGAAGAAG 
TAAGTGACGGTACCCCAGGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGC 
GAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGTCCAAGAAGTCAGTGGTGAAATACCGC 
AGCTCAACTGCGGGGGTGCCATTGAAACCATTGGACTTGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTG 
TAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGGCCCTGACG 
CTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTG 
CTAGGTGTTGGGGGGATAGGACCCTTCAGTGCCGTAGCTAACGCAATAAGCACCCCGCCTGGGGAGTACG 
GCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
CGCAACGCGAAGAACCTTACCAGGGCTTGACATCTCCCTGACGTTCGTGGAAACACGGATTTCACGCGGG 
GTAACCTGTGTGACAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCCTACGGTTAGTTGCTAACGGGTAAAGCCGAGCACTCTAGCCGGACTGCC 
GTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGT 
GCTACAATGGCCGGTACAGAGGGCAGCGAACCCGTGAGGGGGAGCGAATCCCAAAAAGCCGGTCTCAGTT 
CGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCCGACAACACCCGAAGCCGGTGA 
GCTAACCCTGCAAAGGGAGGCAGCCGTCGAAGGTGGGTTTGGTGATTGGGGTGAAGTCGTAA 


>gi|219846387|ref|NR_025978.1| Desulfovibrio acrylicus strain W218 16S 
AACACATGCAAGTCGAACGCGAAAGTCTCTTCGGAGATGAGTAGAGTGGCGCACGGGTGAGTAACGCGTG 
GATAATCTACCTATTGGTACGGGACAACAGTTGGAAACGACTGCTAATACCGTATACGCTGGAAACGGGA 
AAGGGGGCCTCTTCTTGAAAGCTCTCGCCAGTAGATGAGTCCGCGTTTCATTAGCTAGACGGTGGGGTAA 
CGGCCTACCGTGGCAACGATGAATAGCAGGCCTGAGAGGGTGGCCTGCCACACTGGGACTGGAACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGACGAAAGTCTGACGCAGCGACGCCGC 
GTGGAGGATGAAGGTTTTCGGATCGTAAACTCCTGTCAAGAGGGAAGAAACCTGTTAAGAATAATACTCT 
TAGCAATTGACGGTACCTCTAGAGGAAGCACCGGCTAATTCAGTGCCAGCAGCCGCGGTAATACTGAAGG 
TGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCTCGTAGGTGGCTTTGTAAGTCAGGTGTGAAAGCC 
CACGGCTCAACCGTGGAATTGCACTTGATACTGCATCGCTAGAGTATAGGAGAGGGAAGTGGAATTTCTG 
GTGTAGGAGTGAAATCCGTAGAGATCAGAAGGAACACCGGTGGCGAAGGCGACTTCCTGGACTATTACTG 
ACACTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGG 
GTACTAAGTGTCGGAGGCTTGACCTTCGGTGCTGTAGTTAACGCGTTAAGTACCCCGCCTGGGGAGTACG 
GTCGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGA 
TGCAACGCGAAGAACCTTACCCAGGCTTGACATCCTGCGAATGCCCAAGAAATTAGGCAGTGCCCTTCGG 
GGAATGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCCTATCCTTAGTTGCCACCAGGTAATGCTGAGCACTCTAGGGAGACTGCCCGGGTTAAC 
CGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTGGGGCTACACACGTACTACAATG 
GTGCATACAAAGGGTTGCGATACCGTGAGGTGGAGCTAATCCCATAAAGTGCATCCCAGTCCGGATAGGA 
GTCTGCAACTCGACTCCTTGAAGTCGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGTGAATGCGTTC 
CCGGGCCTTGTACACACCGCCCGT 


ST90 16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 


>gi|219846386|ref|NR_025977.1| Desulfovibrio gabonensis strain SEBR 2840 16S ribosomal RNA, partial 
sequence 
CACATGCAATCGAGCGAGAAAGTCCGCTTCGGTGGATGAGTACAGCGGCGCACGGGTGAGTAACGCGTGG 
ATGATCTGCCCTGAAGATCGGGATAACAGTGGGAAACCGCTGCTAATACCGGATACGCTTTACGTTAATC 
GTAAGGGAAAGGTGGCCTCTCGGTGAAGCTACCACTTTGGGATGAGTCCGCGTCTCATTAGCTAGACGGT 
GGGGTAATGGCCCACCGTGGCTACGATGAGTAGCCGGCCTGAGAGGGTGGCCGGCCACACTGGGACTGGA 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGACGAAAGTCTGACGCAGCG 
ACGCCGCGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCTCTGTCAGGAGGGAAGAACCCCGAGGATGCGA 
ATAGTGTCTTCGGCTGACGGTACCTCCAGAGGAAGCACCGGCTAACTCCGCGCCAGCAGCCGCGGTAATA 
CGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGCTATGCAAGTCAGGCGT 
GAAAGCCCTCGGCTCAACCGAGGAATTGCGCTTGAAACTGCGTAGCTTGAGTTCAGGAGAGGGTAGCGGA 
ATTCCCGGTGTAGGAGTGAAATCCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACT 
GATACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA 
ACGATGGACGTTAGGTGTCGGGGGCTTGACCCTCGGTGCCGGAGCTAACGCGTTAAACGTCCCGCCTGGG 
GAGTACGGTCGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCGCGTACCCTCCCGAAACGGAGGGGTGC 
CCTTCGGGGAGCGCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCCTATTCTTAGTTGCCAGCAAGTGATGTTGGGCACTCTAAGGAGACTGCCTC 
GGTCAACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTAC 
TACAATGGCGGATACAAAGGGTTGCTAAACCGCGAGGTCACGCCAATCCCAAAAAGTCCGTCCCAGTCCG 
GATTGCAGTCTGCAACTCGACTGTATGAAGTCGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCTGGTTCTACCCGAAGTCGCCGAGC 
TAACCCTTGGGAGGCAG 


>gi|219846385|ref|NR_025976.1| Clavibacter michiganensis subspecies tessellarius strain 78181 16S 
ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGTCAGAGCTTGCTCTGGCGGATCAGTGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCCGACTCTGGGATAACTGCTAGAAATGGTAGCTAATACC 
GGATATGACGACTGGCCGCATGGTCTGGTCGTGGAAAGAATTTCGGTTGGGGATGGACTCGCGGCCTATC 
AGGTTGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGC 
CTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCG 
AAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
AAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGA 
GGCTCAACCTCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTG 
TAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACG 
CTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAA 
CTAGATGTGGGGACCATTCCACGGTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACATGCAGAGATGTGTGCCCCGCAAGG 
TCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCG 
GTACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCT 
GCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCGCAAG 
GGAGGAGCTGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 
GGCTGGATCACCTCCTTTCT 


>gi|219846384|ref|NR_025975.1| Ralstonia syzygii strain ROQ1 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGGGGGTAGCTTGCTACCTCCGGCGAGTG 
GCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTAGTGGGGGATAACTATCGAAAGACTGGCTAATAC 
CGCATACGACCTGAGGGTGAAAGTGGGGCCCGCAAGGCCTCATGCTATAGGAGCGGCCGATGTCTGATTA 
GCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACAC 
TGGGACTGAGAGACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCC 
TGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCG 
CTTCGGTTAATACCTGGAGTGGATGACGGTACCGGAAGAATAAGGACCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGCAA 
GACCGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTGGTGACTGCACGGCTAGAGTGTGTCAGAG 
GGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCC 
CCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAAGTTG 
ACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAT 
GATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGAGAT 
GCATTAGGTGTCGAAAGAGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCTACGAAAGGGCACTCTAGAGAGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACG 
TCATACAATGGTGCATACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAATGCATCGTAGT 
CCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGG 
TGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTTTACCAGAAGTAGTTA 
GCCTAACCGCAAGGAGGGCGATTACCACGTAGGGTTCATGACTGG 


>gi|219846383|ref|NR_025974.1| Geobacter hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 


TGGCGGCGTGCCTAACACATGCAAGTCGAACGTGAAGGGGGCTTCGNCCCCTGGAAAGTGGCGCACGGST 
GAGTAACGCGTGGATAATCTGCCCAGTGATCTGGGATAACATCTCGAAAGGGGTGCTAATACCGGATAAG 
CCCACGGAGTCTHTGGATTCTKCGGGAAAAGGGGGGGACCTTCGGGCCTTKTGTCACTGGATGAGTCCGC 
GTACCATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCAACGATGGTTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGRCASCAGTGGGGAATTTTGCVCAATGG 
GCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCCTCGGGTCGTAAAGCTCTGTCGGGAGGG 
AAGAAATGATTGAGGGATAATACCCCTTGGTCTTGACGGTACCTCCGAAGGAAGCACCGGCTAACTCCGT 
GCCARCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGTAGGC 
GGCTTCTTAAGTCTGATGTGAAAGCCCCGGGCTCAACCTGGGAAGTGCATTGGAAACTGGGAAACTTGAG 
TACGGGAGAGGGTAGTGGAATTCCTAGTGTAGGAGTGAAATCCGTAGATATTAGGAGGAACACCGGTGGC 
GAAGGCGGCTACCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAKTCCACGCCGTAAACGATGAGTACTAGGTGTTGCGGGTATTGACCCCTGCAGTGCCGCAGSTAA 
CGCATTAAGTACTCCGCCTGGGWAGYACGRCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCRCA 
CAAGCGGTGGARCATGTGGTTTAATTCGACGCAACGCKCAGAACCTTACCTGGGCTTGACATCCGCGGAA 
CCTCTATGAAAGTAGGGGGTGCCCTTCGGGGAGCCGCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCRCAACCCTTATCTTCAGTTGCCATCATTAAGTTGGN 
CACTCTGAAGAAACTGCCGGTGTCAAACCGGAGGMAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAT 
GTCCAGGGC YACACACGTGCTACAATGGCCGGTACAAAGAGTTGCGATSCCGTGAGGTGGAGCCAATCTC 
ANAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGC 
GGATCASCATGCCNCGGTGAATACGTTNCCGGGCCTTGTACACACCGCCCGTCACACCACGGGANTCGAC 
TGGTCCCGAAGTGCGTGA 


>gi|219846382|ref|NR_025973.1| Desulfuromonas palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAAAGGGACCTTCGGGTCCTGAGTAAAGTGGCGC 
ACGGGTGAGTAACACGTGGATAATCTACCCGGTGATCTGGGATAACATTCCGAAAGGAGTGCTAATACCG 
GATAAGCCCACGGGCTCTTCGGAGCTTGCGGGAAAAGGTGGGGACCTTCGGGCCTACTGTCATTGGATGA 
GTCCGCGGCCCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCTACGATGGGTAGCTGGTCTGAGAG 
GATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCG 
CAATGGGCGAAAGCCTGACGCASNMACSCCGCRTGAGTGATGAAGGCTTTCGGGTCGTAAAGCTCTGTCA 
GAGGGGAAGAAACCCCTGTAGGTTAATATCCTGCAGGCTTGACGGTACCCTCAAAGGAAGCACCGGCTAA 
CTCCGTGCCAGCASCCGCGGTAATACGGAGGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGT 
GTAGGCGGCTTGCTAAGTCTGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATTGGAAACTGGCCGG 
CTTGAGTACGGGAGAGGATAGTGGAATTCCGAGTGTAGGGGTGAAATCCGTAGATATTCGGAGGAACACC 
GGTGGCGAAGGCGGCTATCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACNCCGTAAACGATGGGTACTAGGTGTCGCGGGTATTGACCCCTGCGGTGCCGA 
AGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGACATCC 
CGATCGTATTTCCTGGAGACAGGAGAGTCAGTTCGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTA 
AGTTGGGCACTCTAGGGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGG 
CCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAAGCTGTGAAGTGAAGC 
TAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAG 
TAATCGCGTATCAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGG 
AGTCGATTGTACCTGAAATCGGTGGGCTAACCTTCGGGAGGCAGCCGCTTATGGTATGGTCGGTAACTGG 
G 


>gi|219846380|ref|NR_025971.1| Mycoplasma putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 
CTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCCAGTGGCGAACGGGTGAGTAAC 
ACGTATCTAACCTACCTTATAGCGGGGGATAACTTTTGGAAACGAAAGATAATACCGCATGTGAATCTTA 
TTATCGCATGAGAAAAGATTGAAAGAACCGTTTGGTTCACTATGAGATGGGGATGCGGCGTATTAGCTAG 
TAGGTGAGGTAATGGCTCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATG 
AAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGGGAAGAAAAAATAAAG 
TAGGAAATGCCTTTATATTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGT 
AATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTGTGCAAGTTTG 
AGGTTAAAGTCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCATTACTAGAATACAAGAGAGGTAAGC 
GGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAAAGCGGCTTACTGG 
TTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCG 
TAAACGATGAGTACTAGGTGTTGGGTGAACTCAGCGCCGCAGCTAACGCATTAAGTACTCCGCCTGAGTA 
GTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTATAGAGATATAGTAGAGGT 
TAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAAC 
GAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGACTGCTAGTGTAAGCTAG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCTG 
GTACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAACCAGTCTCAGTTCGGATTGAAGTCT 
GCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTC 
GGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTAATACCAGAAGTGGGTAGCTTAACCGCAAG 
GAGAGCGCCTCCCAAGGTAGGACTAGCGATTGGGGTGAAGTCGTAACAAGGTATCCGTACGGGAAC 


>gi|219846379|ref|NR_025970.1| Thermodesulforhabdus norvegica strain A8444 16S ribosomal RNA, partial 
sequence 

CTAACAATCGAAACATACCACGAATCAACTACGGATCCTGTCTCAGAGTGAACGCTGGCGGCGTACCTAA 
CACATTCAACTCGCACGAGAAAGGCTGGGTGAAAGCTGGCCGAGTAAAGTGGCGCACGGGTGAGTAACGC 


GTGAGTGACCTACCCTGGTGTCTGGGATAACCCTGCGAAAGTGGGGCTAATACCGGATGAGCCTACCTGG 
AGGTGATCTGGGTAGGGAAAGGGGGCCTCTCGGAGAAGCTCCTGCACTGGGATGGGCTCGCGTCCTATCA 
GCTAGTTGGTGGGGTAATGGCCTACCAAGGCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACAC 
TGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGGATATTGCGCAATGGCCGCAAGGC 
TGACGCAGCGACGCCGCGTGGGTGAGGAAGGCCTTCGGGTTGTAAAGCCCTGTCGGCGGGGAAGAACCTT 
CATGGGGTTAATAGCCCTGTGGACTGACGGTACCCGCGGAGGAAGCACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTGCGAGCGTTACTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCGTGCA 
AGTCTGGTGTGAAAGCCCGGGGCTTAACCCTGGAAGTGCACTGGATACTGTGCGGCTTGAGTGCCGGAGA 
GGAGGGGGGAATTCCCGGTGTAGCGGCGAAATGCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGCC 
CCTCTGGACGGTTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCTGTAAACGATGGGACCTAGGTGGTGCGGGTTATAACTCTGCCGTGCCGTAGCTAACGCGTTAAGT 
GGGCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCCCCGGAACCTGGTGGAA 
ACACTGGGGTGCCCCTTATTGGGGAGCCGGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTGCCAGCGGGTAAGGCCGGGCACTC 
TAGAGGGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCTTTATGCCCA 
GGGCTACACACGTGCTACAATGGCCGGTACAAAGGGATGCGAACCTGCGAGGGGGAGCAAATCCCAAAAA 
GCCGGTCCCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGGCGGAATCGCTAGTAATCGCGGATC 
AGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCTGTAC 
CAGAAGTGCGTGGGCCAACCGCGATTGTGTCGTGGGGCAGCGTACCAAGGTATGGTCGATGATTGGGGTG 
AAGTCGTAACAAGGTAGCC 


>gi|219846378|ref|NR_025969.1| Thermotoga subterranea strain SL1 16S ribosomal RNA, partial sequence 
AGGGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGCGCGGGGAAACCCCTTCGGGGGGAGTACCAG 
CGGCGCACGGGTGAGTAACACGTGGGTAACCTACCCCTCAGCGGGGGATAACCGGGGGAAACTCCGGCTA 
ATACCCCATATTATCCGGTGACGACAGTTGCTGGATGAAAGGAGCGTTTGCTTCGTTGAGGGATGGGCCC 
GCGGCCCATCAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGACCTGAGAGGGTG 
ACCGGCCACAAGGGCACTGAGACACGGGCCCTACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAAT 
GGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGGGACGAAGCCCTTCGGGGTGTAAACCTCTGTTGTGAG 
GGACGAATAAGATCTGGAGGAAATGCCAGATCGATGACGGTACCTCACGAGAAAGCCCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTACCCGGATTCACTGGGCGTAAAGGGGGCGCAGG 
CGATCCAGTATGTCGGGTGTGAAATCCCACAGCTCAACTGTGGAATCGCACCCGAAACTACTGGGCTTGG 
GGCTGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCCGTAGATATCAGCAGGAACGCCGGTGG 
GGAAGCCGGTCTCCTGGGCCAAGCCCGACGCTGAGGCCCGAAAGCTAGGGGAGCAAACCGGATTAGATAC 
CCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGAGTCATTCCTCCGTGCTGTAGCTAACG 
CGTTAAGTGGGCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGGCGGGGACCCGCACA 
AGCGGTGGAGCGTGTGGTTTAATTGGATGCTAAGCCAAGAACCTTACCAGGGCTTGACATGCAGGTGGTA 
CCAACCCGAAAGGGGAAGGGACCCTTTCCTTTTGGAAAGGGAGCCTGCACAGGTGGTGCACGGCCGTCGT 
CAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTGTTGCCAGCGGTT 
CGGCCGGGCACTCTAAGGGGACCGCCGGCGACGAGCCGGAGGAAGGAGGGGACGACGTCAGGTACTCGTG 
CCCTTTATGCCCTGGGCTACACACGCGCTACAATGGGTGGTACAGTGGGTCGCGACCTCGCGAGAGGGAG 
CCAATCCCCAAAACCATCCTCAGTTCAGATCGCAGGCTGCAACCCGCCTGCGTGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCCTAGCCGCGGTGAATACGTTCCCGGGGTTTGCACACACCGCCCGTCAAGCCACCC 
GAGTCGGGGGCACCTGAAGACGCCTATCCTAACCCGAAAGGGAGGGAAGGTGGTGAAGGTGAATCTGGCG 
AGGGGGGCTAA 


>gi|219846377|ref|NR_025968.1| Mycoplasma sturni strain UC/MF 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTCTTCGGAACTTAGCGGCGAATGGG 
TGAGTAACACGTACTTAACGTGCCCCTTAGATTGGAATAACGCTGAGAAATTAGCGCTAATGCCGGATAC 
TTATTAAGTTCGCATGAACTTAATATAAAAGGAGCGTTTGCTTCACTAAGGGATCGGGGTGCGGAACATT 
AGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGATGATGTTTAGCGGAGTTGAGAGACTGATCCGCCACA 
CTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGAGCGAAAGC 
TTGATGGAGCGACACAGCGTGTGCGATGACGGCCTTCGGGTTGTAAAGCACTGTTATAAGGGAAGAAAAA 
GCAGTAGAGGAAATGCTATTGCCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGC 
CGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTA 
AGTCTGACGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCAAGCTAGAGTTGTTTAGAG 
GTTAATGGAATTCCTTGTGAAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAACATTTCCGAAAGGG 
ATGAACTGGGAACACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCTGTAAACGATGATGATTAGTTGATGGTGACCATCGACGCGAGCTAACGCATTAAATCATCCGC 
CTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAG 
TGGGGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTC 
CTGCAACGAGCGCAACCCCTATCCTTAGTTAAATGTTCTAGGGAGACTGCCTGGGTAACTGGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGCAACACACGTGCTACAATGGATGGTACAAAG 
AGAAGCAATACGGCGACGTGGAGCAAATCTCAAAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCG 
ACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCATACGCTACGGTGAATACGTTCTCGGGTCTTGTA 
CACACCGCCCGTCAAACCACGGGAGCTGGTAATACCCGAAGTCGGTTTAGTTAACTACGGAAACGACCGC 
CTAAGGTAGGACTGGTGACTGGGGTT 


>gi|219846376|ref|NR_025967.1| Rickettsia honei strain RB 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGAACGAACGCTATCGGTATGCTTAACACATGCAAGTCGAACGGATTAATTG 
GGGCTTGCTCCAATTAGTTAGTGGCAGACGGGTGAGTAACACGTGGGAATCTACCCATCAGTACGGAATA 
ACTTTTAGAAATAAAAGCTAATACCGTATATTCTCTGCGGAGGAAAGATTTATCGCTGATGGATGAGCCC 


GCGTCAGATTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGAAAGCCTGATCCAGCAATACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAA 
GGAAGATAATGACGTTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAG 
GGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGAGTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAG 
CCCGGGGCTTAACCTCGGAATTGCTTTCAAAACTACTAATCTAGAGTGTAGTAGGGGATGATGGAATTCC 
TAGTGTAGAGGTGAAATTCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCATCTGGGCTACAAC 
TGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GAGTGCTAGATATCGGAAGATTCTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTA 
CGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTC 
GATGTTACGCGAAAAACCTTACCAACCCTTGACATGGTGGTCGCGGATCGCAGAGATGCTTTTCTTCAGC 
TCGGCTGGACCACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAAGAAAACTGCCGGTGA 
TAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACGCGTGCTAC 
AATGGTGTTTACAGAGGGAAGCAAGACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATT 
GTTCTCTGCAACTCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATAC 
GTTCTCGGGCCTTGTACACACTGCCCGTCACGCCATGGGAGTTAGTTTTACCTGAAGGTGGTGAGCTAAC 
GCAAGAGGCAGCCAACCACGGTAAAATTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAAC 
CTGCGGCTGGATCACCTCCTT 


>gi|219846375|ref|NR_025966.1| Mycoplasma leopharyngis strain LL2 16S ribosomal RNA, partial sequence 
TGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGGTAGCAATACCTTAGCGGCGAATGGGTG 
AGTAACACGTACTCAACGTACCTTTTAGATTGGGATAGCTAACGGAAACGTTGGATAATACCAAATACTT 
ATTAGTTTCGCATGAAATTAATATAAAAGGAGCCTTTAAAGCTCCGCTGAAAGATCGGGGTGCGCAACAT 
TAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGATAGACTGAACCGCCAC 
ACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAG 
CTTGATGGAGCGACACAGCGTGCAGGATGAAGGTCCTATGGATTGTAAACTGCTGTGGTAAGGGAAGAAA 
AAGTAACTTAGGAAATGAAGTTACCTTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCA 
GCCGCGGTAATACATAGGTTGCAAGCGTTATCCGAAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGT 
TAAGTCTGGCGTTAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGCAGACTAGAGTTATGTAG 
AGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCATTATGTCGAAGGC 
GGCTAACTGGGCATACACTGACACTGAGAGACGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTA 
GTCCACGCCCTAAACGATGATCATTAGCTGATGGAAAATTCGTCGGCGCAGCTAACGCATTAAATGATCC 
GCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATAT 
AGTGGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGCCAGCTCGTGTCGTGAGATGTTCGGTTAAG 
TCCTGCAACGAGCGCAACCCTTATCCTTAGTTACTACCATTAAGTTGAGGACTCTAAGGAGACTGCCGGA 
GTAATCCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACGTGCTA 
CAATGGACAGTACAAAGAGAAGCAAAATGGTGACATCAAGCAAACCTCAAAAAACTGTTCTCAGTTCGGA 
TTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAA 
TACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATA 
AAGAAACTGCCTAAGGCAGGACTGGTGACTGGGGTT 


>gi|219846374|ref|NR_025965.1| Mycoplasma leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 
TGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTTTAGAACTTAGCGGCGAATGGGT 
GAGTAACACGTACTTAACGTACTCTTTAGATTGGGACAACGATGAGAAATTATCGCTAATACCGGATACT 
TATATTTTTCGCATGAAAGATATATAAAAGAAGCGTTCGCTTCACTAAAGAATCGGGGTGCGGAGCATTA 
GTTTGTTGGTAGGGTAATGGCCTACCAAGACGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACAC 
TGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGGCGAAAGCC 
TGATGGAGCGACACAGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAN 
CATTATAGGAAATGATAGTGCCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCC 
GCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTGTGTTAA 
GTCTGGCGTTAAAACTTGGGGCTCAACCCCAAATTGCGTTGGATACTGGCATACTAGAATAGTGTAGAGG 
TAAGCGGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAACATGGCGAAGGCAGC 
TTACTGGGCACTTATTGACACTGAGAGACGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGATGATTAGCTGATAGGAACTATCGGCACAGCTAACGCATTAAATCATCCGCCTG 
AGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTTG 
AGGTTAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTACGCTTAAGTGCCA 
TAACGAGCGCAACCCTTTTCTTTAGTTAATTTTTTAGAGATNCTGCCCAAGTAATTGGGAGGAAGGCGGG 
GNCGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACGGTACAAAGAGA 
AGCAATATAGTGATATGGAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACT 
ACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTAC 
ACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACTGCC 
TAAGGCAGGGCCGGTGACTGGGGTG 


>gi|219846373|ref|NR_025964.1| Mycoplasma simbae strain LX 16S ribosomal RNA, partial sequence 
CGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTACTTGTACTTAGCGGCGAATGGGTGAGTAAC 
ACGTACTCAACGTACCCTTCAGATTGGCATAGCGGTTGGAAACAACCGATAATACCAAATACTTGTTTAG 
ATCGCATGATCTTTACATAAAAGACGCCTCAAAGCGTCGCTGGAGGAGCGGGGTGCGCAACATTAGCTAG 
TTGGTGAGGTAACGGCCCACCAAGGCAATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAAGTCTGATG 
GAGCGACACAGCGTGCAGGATGAAGGCCCTATGGGTTGTAAACTGCTGTGGTAAGGGAATAAAAAATAGT 


ATAGGAAATGATACTATATTGAATGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGG 
TAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTATTAAGTCT 
GGCGTCAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGTAAACTAGAGTTATGTAGAGGTTAG 
CGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAACATGGCGAAGGCAGCTAAC 
TGGACATATACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCCTAAACGTTGATCATTAGCTGATGGGGAACTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAG 
TAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTGGAG 
GTTAACGGAATGACAGATGGTGCATGGTTGTCGCCAGTTCGTGTCGTGAGATGTCCGGTTAAGTCCTGAA 
ACGAGCGCAACCCCTGTCCTTAGTTACTAACATTTAGNGGAGCACTCTAAGGAGACTGCCCGACTAATCG 
GGAGGAAGGTGGGGACGACGTCAAATTCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAGTGG 
CCGGTACACAGCGACGGACACTGGAGACAGAGCAGCAAACCACAAAAAGCCGGTCTCAGTTCGGATTGGC 
GTCTGCANCTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGT 
TCTCGGTTCTTGTACACACCGNCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAACAA 
ACTGCCTAAGGCAGGACTGGTGACTGGGGTT 


>gi|219846372|ref|NR_025963.1| Mycoplasma felifaucium strain PU 16S ribosomal RNA, partial sequence 
TGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGATGCTAGCAATAGCATAGCGGCGAATGGGTG 
AGTAACACGTACTCAACGTACCTCTCAGATTGGGATAGCGAACGGAAACGTTCGATAATACCAAATACTT 
ATTAAGATCGCATGATCATAATATAAAAGAAGCGTTTGCTTCGCTGAGAGATCGGGGTGCGCAACATTAG 
CTAGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTAAACCGCCACACT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTT 
GATGGAGCGACACAGCGTGCAGGATGAAGGTCCTATGGATTGTAAACTGCTGTGGTAAGGGAAGAAAAAA 
TAGTGTAGGAAATGACATTATCTTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCC 
GCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAA 
GTCTGGCGTCAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGCAAACTGGAGTTATGTAGAGG 
TTAGTGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAACATGGCGAAGGCAGC 
TAACTGGACATANACTGACACTGAGAGACGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGATCATTAGCTGATGGAAGATTCATCGGCGCAGCTAACGCATTAAATGATCCGCC 
TGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATGGAGACATAGT 
GGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCC 
TGCAACGAGCGCAACCCTTATCCTTAGTTACTACCATNTAGTTGATGGACTCTAAGGAGACTNCCCGAGT 
AATCGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACGTGCTACA 
ATGGCCGGTACAAAGAGAAGCAAACAGGCGACTGGGAGCAAACCTCAAAAAACCGGTCTCAGTTCGGATT 
GAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTNCGGTGAATA 
CGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAA 
GAAACTGCCTAAGGCAGGACTGGTGACTGGGGTTA 


>gi|219846371|ref|NR_025962.1| Ehrlichia muris strain AS145 16S ribosomal RNA, partial sequence 
TTTGATCCTGGCTCAGAACGAACGCTGGCGGCAAGCCTAACACATGCAAGTCGAACGGATAGCTACCCAT 
AGCTTTTTTAGCTATAGGTTCGCTATTAGTGGCAGACGGGTGAGTAATGCATAGGAATCTACCTAGTAGT 
ATGGAATAGCCATTAGAAATGATGGGTAATACTGTATAATCCCTGCGGGGGAAAGATTTATCGCTATTAG 
ATGAGCCTATGTTAGATTAGTTAGTTGGTAAGGTAATGGCTTACCAAGACTATGATCTATAGCTGGTCTG 
AGAGGACGATCAGCCACACTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGGACAATGGGCGAAAGCCTGATCCAGCTATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCT 
TTCAATAGGGAAGATAATGACGGTACCTATAGAAGAAGTCCCGGCAAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGGGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCACGTAGGTGGACTAGTAAGTTAAA 
AGTGAAATACCAAAGCTTAACTTTGGAGCGGCTTTTAATACTGCTAGACTAGAGGTCGAAAGAGGATAGC 
GGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGCTGTCTGG 
TTCGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGATGAGTGCTAAATGTGAGGATTTTATCTTTGTATTGTAGCTAACGCGTTAAGCACTCCGCCTGG 
GGACTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGCAACGCGAAAAACCTTACCACTTTTTGACATGAAGGTCGTATCCCTCCTAACAGGGGGAG 
TCAGTTCGGCTGGACCTTACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTACCAACAGGTAATGCTGGGCACTCTAAGGAAACTGCC 
AGTGATAAACTGGAGGAAGGTGGGGATGATGTCAAGTCAGCACGGCCCTTATAAGGTGGGCTACACACGT 
GCTACAATGGCAACTACAATAGGTCGCGAGACCGCAAGGTTTAGCTAATCCATAAAAGTTGTCTCAGTTC 
GGATTGTTCTCTGCAACTCGAGAGCATGAAGTCGGAATCGCTAGTAATCGTGGATCATCATGCCACGGTG 
AATACGTTCTCGGGTCTTGTACACACTGCCCGTCACGCCATGGGAATTGGCTTAACTCGAAGCTGGTGTG 
CTAACCGAAAGGAAGCAGCCATTTAAGG 


>gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii strain PG8 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAGCATCTT 
CGGATGCTTAGTGGCGAACGGGTGAGTAACACGTAGATAACCTACCTTTAACTCGAGGATAACTCCGGGA 
AACTGGAGCTAATACTGGATAGGATGTGTGCATGAAAAAAACACATTTAAAGATTTATCGGTTTAAGAGG 
GGTCTGCGGCGCATTAGTTAGTTGGTGGAGTAAAAGCCTACCAAGACGATGATGCGTAGCCGGACTGAGA 
GGTCTACCGGCCCACATTGGGACTGAGAACGGCCCAAACTCCTACGGGAGGCAGCAGTAAGGGAATTTTC 
GGCAATGGGGGAAACCCTGACCGACCAACGCCGCGTGAACGACGAAGTACTTCGGTATGTAAAGTTCTTT 
TATATGGGAAGAAAAATTGAAAATTGACGGTACCATATGAATAAGCCCCGGCTAACTATGTGCCAGCAGC 
CGCGGTAATACATAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTATAAA 
AGTTTGTGGTGTAAGTGCAGTGCTTAACGCTGTGAGGCTATGAAAACTATATAACTAGAGTGAGACAGAG 
GCAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGAACACCAGTGGTGAAGGCGGCT 


TGCTGGGTCTATACTGACACTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAGAACTAAGTGTTGGGCAAAAGGTCAGTGCTGCAGTTAACGCATTAAGTTCTCCG 
CCTGAGTAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGACCCCGCACAAGCGGTGGGATCAT 
GTTGTTTAATTCGAAGATACAACGAAAAACCTTACCAGGTCTTTGACATACTCTGCAAAAGGCTTAGAAA 
TAAGTCCGGAGGCTTACAGATGTACAGGTGGTGCACGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTATTGCTAGTTACCATCATTAAGTTGGGGACTCTAGCGAGACTGC 
CAGTGATAAATTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGAACCTGGGCTACCAAA 
CGTGATACAATGGCTGGAACAAAGAGAAGCGATAGGGTGACCTGGAGCGAAACTCACAAAAACAGTCTCA 
GTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCCCAAATCAGCATGTTGC 
GGTGAATACGTTCTCGGGGTTTGTACACACCGCCCGTCAAACCACGAAAGTGGGCAATACCCAACGCCGG 
TGGCCTAACCCGAAAGGGAGGGAGCCGTCTAAGGTAGGGTCCATGATTGGGGTTAAGTCGTAACAAGGTA 
ACCCTA 


>gi|219846369|ref|NR_025960.1| Acholeplasma oculi strain 19L 16S ribosomal RNA, partial sequence 


AGAGTTTGATCCTGCCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACCACTTC 
GGTGGTTAGTGGCGAACGGGTGAGTAACACGTACGATAACCTGCCCTAAAACTCGAGGATAACACCGGGG 
AAACTGGTGCTAATACTGGATAGGATGTTAGGATGATTTTCTTACATTTAAAGATTAATCGGTTTTAGAG 
GGGTCTTTCGGCGCATTAGTTAGTTTGGTGGGGTAAAGGCCTCCCAACACCGATGATGCGTTGGCCCGGC 
TTTGAGAGGTCTTTTTCGGCCACATTGGGGACTGAGAACTGTGCCCAAACTCCTTACGGGAGGCAGCAGT 
GGGGAATTTTCGCCAAATTGGGGGAAACCCTGACCGACCAACGCCGCGTGAACGAAGAAGTTCTTCGGAA 
TGTAAGGTTCTTTTATATGGGAAGAAAAACTCAAAATTGGCGGTACCATATGAATAACCCCCGGCTAACT 
ATGTGCCAGCACCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGT 
AGGTGGTTAAACAAGTTTCTGGTGTAAGTGCAGTGCTCAACGCTGTGATGCTAGGAAAACTGTTTAGCTA 
GAGTGAGACAGAGGCAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGAACACCAGT 
GGCGAAGGCGGCTTGCTGGGTCTATACTGACACTGATGCACGAAAGCGTGGAGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAAGTGTTGGCCCTCAGGGTCAGTGCTGCAGTTAACG 
CATTAAGTTCTCCGCCTGAGTAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGACCCCGCACA 
AGCGGTGGATCATGTTGTTTAATTCGAAGATACACGAAAAACCTTACCAGGTCTTGACATACTCTGCAAT 
GGCTTAGAAATAAGTTCGGAGGTTAACAGATGTACAGGTGGTGCACGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGCTAGTTACCATCAATTAAGTTGGGGACTCT 
AGCGAGACTGCCAGGTGATAAATTTGGAGGAAGGTGGGGATGACCGTCAATCAATCATCCCCCTTATGAC 
CTGGCCTCCAAACGTGATACAATGTCTGATACCAAAAGAGAAGCGATGGGTTGACCCGGAGCGAATCTCA 
TAAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGCG 
AATCAGCATGTCGCGGTGAATACGTTCTCGGGGTTTGTACACACCGCCCGTCAAACCACGAAAGTGAGCA 
ATACCCAAAGCCGGTGGCCTAACCCGTAAGGGAGGGACCCGTCTAAGGTAGGGTTCATGATTGGGGTTAA 
GTCGTAACAAGGTAACCGTA 


>gi|219846368|ref|NR_025959.1| Polaribacter franzmannii strain 301 16S 
GATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACAGGGAGCTTGCTCCGCTGACGACC 
GGCGCACGGGTGCGTAACGCGTATAGAACCTACCTTTTACAGGGGGATAGCCTTTAGAAATGAAGATTAA 
TACCCCATAGTATTGCTGAATCGCATGATTTAGTACTTAAAGATTTATCGGTAAAAGATGGCTATGCGTC 
CTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACATCGATAGGTAGGGGTCCTGAGAGGGAGATCCC 
CCACACTGGTACTGAGACTCGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGG 
AGACTCTGACCCAGCCATACCGCGTGTAGGAAGAATGCCCTATGGGTTGTAAACTACTTTTATACAGGAA 
GAAACAGTGGTATGTATACCATCTTGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTCCCAGCAGC 
CGCGGTAATACGGAGGGTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGTCGATTA 
AGTCAGAGGTGAAATACCATAGCTCAACTATGGAACTGCCTTTGATACTGGTTGACTTGAGTCATATGGA 
AGTAGATAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCGATTGCGAAGGCAGT 
CTACTACGTATGTACTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGGATACTAGTTGTTGGGCATTAGCTCAGTGACTAAGCGAAAGTGATAAGTATCCC 
ACCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGCTTTAGAGATAG 
AGTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAA 
GTCCTATAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCATGTTATGATGGGGACTCTAACGAGACTGCC 
GGTGCAAACCGCGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGT 
GCTACAATGGTATGGACAATGAGCAGCCATCTGGCAACAGAGAGCAAATCTATAAACCATATCACAGTTC 
GGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTCA 
CCGAGAGGAGCCGCCTAGGGTAAAACTGGTAACTAGGGCT 


ribosomal RNA, partial sequence 


>gi|219846367|ref|NR_025958.1| Polaromonas vacuolata strain 34-P 16S ribosomal RNA, partial sequence 


ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAGAGTAGCAATACTTGAGAGTGGCGAA 
CGGGTGAGTAATATATCGGAACGTGCCCAATCGTGGGGGATAACGTAGAGAAATTTACGCTAATACCGCA 
TAAGATCTAAGGATGAAAGCGGGGGACTCGCAAGAGCCTCGCGCGATTGGAGCGGCTGATATCAGATTAG 
GTAGTTGGTGTGGTAAAAGCGCACCAAGCCGACGATCTGTAKCTGGTTTGAGAGAACGACCASCCACACT 
GGGACTGAGACWCGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCT 
GATCCAGCAATACCGCGTGCAGGATAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAACGG 
TGCTCTTTAATAAAGAGTGCTAATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATATAA 
GACAGTTGTGAAATCCCTGGGCTCAACCTAGGAATTGCATCTGTGACTGTATAGCTAGAGTACGGTAGAG 
GGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATC 
CCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCCTAAACGATGTCAACTGGTTGTTGGGTGCATTAGTACTCAGTAACGAAGCTAACGCGTGAAGTTG 


ACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAT 
GATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCTTTGACATGTACGGAACTCGCCAGAGAT 
GGCTTGGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTAGTTGGGCACTCTAATGAGA 
CTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTAGGGCTACA 
CACGTCATACAATGGATGGTACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCATAAAACCATTCG 
TAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGTC 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTA 
GTTAGCCTAACCGTAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTG 


>gi|219846366|ref|NR_025957.1| Colwellia rossensis strain $51-W 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGAGGGTAGCTTGCTACTTTGCTG 
ACGAGCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTATGGTGGGGGACAACAGTTGGAAACGACT 
GCTAATACCGCATAACGTCTACGGACCAAAGGAGGGGACTTTTCGGAGCCTTTCGCCATTTGATTAGCCC 
AAGTGAGATTAGCTAGTAGGTGAGGTAAGAGCTCACCTAGGCGACGATCTCTAGCTGGTTTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTTCACAAT 
GGGGGAAACCCTGATGCAGCCATACCGCGTGTGTGAAGAAGGCCTTCGGGTTGTGAAGCACTTTCAGTTG 
TGAGGAAAGGGATGTAGTTAATAACTGCATTCTGTGACGTTAACAACAGAAGAAGCACCGGCTAACTTCG 
TGCCAGCASCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTTCGTAGG 
CGGTTATTTAAGCAAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTTGAACTGGGTAACTAGA 
GTACTGTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGGAAGGAACATCAGTGG 
CGAAGGCGGCCACCTGGACAGATACTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTCGTGGACTTGATCCGTGAGTGGCGCAGCTAA 
CGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCACAGAA 
GAGACYAGAGATGGACTTGTGCCTTCGGGAACTSTGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGCGTTATGGCGGG 
AACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTAC 
GGGATGGGCTACACACGTGCTACAATGGCAGGTACAGAGGGCAGCAATACCGCGAGGTGGAGCGAATCCC 
ACAAAGCTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGT 
AGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGA 
TGCAAAAGAAGTGGCTAGTCTAACCTTCGGGAGGACGGTCACCACTTTGTGTTTCATGACTGGGGTG 


>gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii strain PS-1 16S ribosomal RNA, partial sequence 
AGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGAAACGATGCT 
AGCTTGCTAGCAGGCGTCGAGTGGCGGACGGGTGAGTAATGCATAGGAATCTACCTAATAGTGGGGGACA 
ACCTGGTGWAAACCAGGCTAATACCGCATAATCCCTACGGGGCAAAGCAGGGGACCTTCGGGCCTTGCGC 
TAATAGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCGTAGCT 
GGTTTGAGAGGATGATCAGCCACACTGGGAC TGAGACWCGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGAGGAAACTCTGATGCAGCAATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAA 
AGCACTTTCAGTAGGGAGGAAAAGTTTAAGGTTAATAACCTTAGGCCCTGACGTTACCTACAGAAGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGCGCAAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGCGCGTAGGCGGTTAAACAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGAA 
ACTGTTTAGCTAGAGTGTGGTAGAGGAGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGATATCTGA 
AGGAACACCAGTGGCGAAGGCGGCTCTCTGGACCAACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAA 
ACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCAACTAACTGTTGGGCGGGTTTCCGCTTA 
GTGGTGCAGCTAACGCAATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTT 
GACATACAGAGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCTACC 
ATTTAGTTGGGCACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGGCCCTTATGGGTAGGGCTACACACTGCTACAATGGCCGGTACAGAGGGCCGCAAACTCGCGAGAGTA 
AGCTAATCCCTTAAAGCCGGTCCTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGCTGGAATCGC 
TAGTAATCGCGGATCAGAATGCCGCGGTGAATTCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTGCAAAAGAAGTGGGTAGGCTAACCTTCGGGAGGCCGCTCACCACTTTGTGATTCATGAC 
TGGGGTGAAGTCGTAACAAGGTAA 


>gi|219846363|ref|NR_025954.1| Mycoplasma agassizii strain PS6 16S ribosomal RNA, partial sequence 
AACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAACTAGTTTACTAGTTTAGCGGCAATGGGTGA 
GTAACACGTACCTAATCTACCTTAAAGATCGGAACAACAATGGGAAACCGTTGCTAATACCGGATATACC 
TTTGAAAAGCATTTTTTAAAGGCGAAAGGAGCAACTGCTTCACTTTGAGATGAGGGTGCGTTACATTAGT 
TAGTTGGCAGGGTAATGGCCTACCAAGACGATGATGTATAGCCGAGTTGAGAGACTGATCGGCCACACTG 
GGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGCAAGCCTG 
ATGGAGCGACACAGCGTGCAGGATGAAGGTCTTCGGATCGTAAACTGCTGTTATACAGAAAGAAAAGATA 
TAGGAGTGGAAAGCCTATATTATGACGGTACTGTATCAGAAAGTGACGGCAAACTATGTGCCAGCAGCCG 
CGGTAATACATAGGTCACAAGCGTTATCCGAAATTATTGGGCGTAAAGCGTCCGTAGGTTGTTTGTTAAG 
TCTGGAGTAAAAGACCGGTGCTCAACGCCGGCACGCTTTAGATACTGGCAAACTAGAGTTATAAAGAGGT 
AAGTGGAATTTCATGTGAAGCGGTGGAATGCGTAGATATATGAAAGAACACCAATGGCGAAGGCAGCTTA 
CTGGTTATATACTGACACTGAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGATCATTAGTTGGTGGGGGAACCCTCGCTAACGCAGCTAACGCATTAAATGATCCGCC 
TGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTTGACGATACGCGTAGAACCTTACCCACTCTTGACATCCCTTGCAAAGCTATAGAGATATAGT 
GGAGGTTAACAAGGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCC 


TGCAACGAGCGCAACCCCTATCCTTATTTACCTAACATTAAGTTGAGAACTATACGGATACTGCTCAGGT 
AACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACA 
ATGGCCGGTACAAAGAGACGCAATATGGTGACATGGAGCAAATCTGAAAAACCGGTCTCAGTTCGGATTG 
AAGGCTGCAATTCGCCTTCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATAC 
GTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCCGGTAATGCCCAAAGTCGGTTTAGCTAA 
CTTCGGAAGCGACTGCCTAAGGCAGGATTGGTGACTGGGTGA 


>gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri strain UPM-Ca7 16S 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAG 
TAACGCGTGGGAATCTACCCATCTCTACGGAACAACTCCGGGAAACTGGAGCTAATACCGTATACGTCCT 
TCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGNCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGATTGTTAAGTTAGGGGTGAAATCCCAGGNCTCAACCCTGGAACTGCCTTTAATACTGG 
CAATCTCGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACTATGAGAGCTAGCCGTCGGCAAGTTTACTTGTCGGTGGC 
GCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACAT 
CCCGGTCGCGGTTTCCAGAGATGGATACCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCA 
TTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTC 
GAGCTAATCTCCAAAAACCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTA 


ribosomal RNA, partial sequence 


>gi|219846361|ref|NR_025952.1| Helicobacter hepaticus strain Hh-2 16S ribosomal RNA, partial sequence 


GAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAATCTTC 
TAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCTTTAGTCTGGGA 
TAGCCACTGGAAACGGTGATTAATACTGGATACTCCCTACGGGGGAAAGTTTTTCGCTAAAGGATCAGCC 
TATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGT 
GATCGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAA 
TGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTTA 
GAGAAGATTATGACGGTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGTAGGCGGGGTAATAAGTCAGATGTGAAA 
TCCTGTAGCTTAACTACAGAACTGCATTTGAAACTGTTACTCTGGAGTGTGGGAGAGGTAGGTGGAATTC 
TTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATTA 
CTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA 
TGGATGCTAGTTGTTGCCTTGCTTGTCAGGGCAGTAATGCAGCTAACGCATTAAGCATCCCGCCTGGGGA 
GTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCTACTAGAGATAGTGGAGTGCCC 
TTCGGGGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAGCAGTTCGGCTGAGCACTCTAAGGAGACTGCCTTCGT 
AAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACA 
ATGGGGCGCACAAAGAGGAGCAATATCGCGAGGTGGAGCAAATCTCAAAAACGTCTCTCAGTTCGGATTG 
TAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAGCCATGTCACGGTGAATAC 
GTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGGATACTAAA 
TTGGTTACCGCCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAACCTGC 


>gi|219846360|ref|NR_025951.1| Bordetella pertussis strain 18323 16S ribosomal RNA, partial sequence 


AACTGAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGGATGCTTTACACATGCAAGTCGGACGGCA 
GCACGGGCTTCGGCCTNGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGG 
GATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTC 
GCACTATTGGAGCGGCCGATATCGGATTAGCTNGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCCGT 
AGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGNCTCCTACGGGAGGCAGCAG 
TGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTT 
GTAAAGCACTTTTGGCAGGAAAGAAACGGCACGGGCTAATATCCTGTGCAACTGACGGTACCTGCAGAAT 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGGGCTTAACCTTGGAACTGCATT 
TTTAACTACCGGGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATAT 
GCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGTGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGC 
CTTGGTAGCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 
ATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTAC 
CCTTGACATGTCTGGAATCCCGAAGAGATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTT 
GCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTGAAGTCCT 
CATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTTGNCAACCCGCGAGGG 
GGAGCCAATCCCAGAAACCCGGTCGTNGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATC 


GCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCNCGTCACACC 
ATGGGAGTGGGTTTTACCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGA 


>gi|219846359|ref|NR_025950.1| Bordetella parapertussis strain 522 16S ribosomal RNA, partial sequence 
AACTGAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGGATGCTTTACACATGCAAGTCGGACGGCA 
GCACGGGCTTCGGCCTNGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGG 
GATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTC 
GCACTATTGGAGCGGCCGATATCGGATTAGCTNGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCCGT 
AGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGNCTCCTACGGGAGGCAGCAG 
TGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTT 
GTAAAGCACTTTTGGCAGGAAAGAAACGGCACGGGCTAATATCCTGTGCAACTGACGGTACCTGCAGAAT 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGGGCTTAACCTTGGAACTGCATT 
TTTAACTACCGGGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATAT 
GCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGC 
CTTGGTAGCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 
ATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTAC 
CCTTGACATGTCTGGAATCCCGAAGAGATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTT 
GCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATNGTCGGGACAGAGGGTCGCCAACCCGCGAGGG 
GGAGCCAATCCCAGAAACCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATC 
GCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCNCGGGTCTTGTACACACCGCNCGTCACACC 
ATGGGAGTGGGTTTTACCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGA 


>gi|219846358|ref|NR_025949.1| Bordetella bronchiseptica strain Dog 71 16S ribosomal RNA, partial 
sequence 
AACTGAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGGATGCTTTACACATGCAAGTCGGACGGCA 
GCACGGGCTTCGGCCTNGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGG 
GATAACTACGCGAAAGCGTNGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTC 
GCACTATTGGAGCGGCCGATATCGGATTAGCTNGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCCGT 
AGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGNCTCCTACGGGAGGCAGCAG 
TGGGGAATTTTGGACAATGGGGGCAACCCNGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTT 
GTAAAGCACTTTTGGCAGGAAAGAAACGGCACGGGCTAATATCCTGTGCAACTGACGGTACCTGCAGAAT 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGGGCTTAACCTTGGAACTGCATT 
TTTAACTACCGGGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATAT 
GCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGC 
CTTGGTAGCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 
ATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATNCAACGCGAAAAACCTTACCTAC 
CCTTGACATGTCTGGAATCCCGAAGAGATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTT 
GCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTCGCCAACCCGCGAGGG 
GGAGCCAATCCCAGAAACCCGATCGTNGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATC 
GCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCNCGTCACACC 
ATGGGAGTNGGTTTTACCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGA 


>gi|219846357|ref|NR_025948.1| Campylobacter helveticus strain D5248 16S ribosomal RNA, partial sequence 
CGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTTTAGCTTGCTAGAAGTGGATTAGTGG 
CGCACGGGTGAGTAAGGTATAGTTAATCTGCCCTACACTGGGGGACAACACTTAGAAATGAGTGCTAATA 
CCCCATACTCCTATTTAGCATAAGTTAGATAGGGAAAGTTTTTCGGTGTAGGATGAGACTATATAGTATC 
AGCTAGTTGGTAAGGTAAAGGCTTACCAAGGCTATGACGCTTAACTGGTCTGAGAGGATGATCAGTCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACC 
CTGACGCAGCAACGCCGCGTGGAGGATGACACTTTTCGGAGCGTAAACTCCTTTTCTTTGGGAAGAATTT 
TGACGGTACCAAAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGC 
GTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAAGTCTCTTGTGAAATCTAATGGCT 
TAACCATTAAACTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAGATGGAATTGGTGGTGTAGG 
GGTAAAATCCGTAGATATCACCAAGAATACCCATTGCGAAGGCGATCTGCTGGAACTTAACTGACGCTAA 
GGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTATGCTAG 
TTGTTGGTATGCTAGTCATCTCAGTAATGCAGCTAACGCATTAAGCATACCGCCTGGGGAGTACGGTCGC 
AAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAGGATA 
CGCGAAGAACCTTACCTGGGCTTGATATCCTAAGAACCTTATAGAGATATGAGGGTGCTAGCTTGCTAGA 
ACTTAGAGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTCCTTAGTTGCTAACGATTCGGTCGAGCACTCTAAGGAGACTGCCTTCGTAAGGAGGA 
GGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCGACACACGTGCTACAATGGCATA 
TACAATGAGACGCAATACCGCGAGGTGGAGCAAATCTATAAAATATGTCCCAGTTCGGATTGTTCTCTGC 
AACTCGAGAGCATGAAGCCGGAATCGCTAGTAATCGTGAATCAGCCATGTCACGGTGAATACGTTCCCGG 
GTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACTCGAAGTGGAAATACTAAACTAGTTAT 
CCCCCACAGTGGAATCAGCGACTGGGGTGAGTCGTAACA 


>gi|219846356|ref|NR_025947.1| Pseudomonas flavescens strain B62 16S ribosomal RNA, complete sequence 


AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTTGAGGGG 
AGCTTGCTCCCTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTATTAGTGGGGGACAAC 
GTTTCGAAAGGAACGCTAATACCGCATACGTTTTACGGGAGAAAGTAGGGGACCTTCGGGCCTTGCGCTA 
ATAGATGAGCCTAGGTCGGATTAGTTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGG 
TCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAG 
CACTTTAAGTTGGGAGGAAGGGCAGTAAGCGAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCAC 
CGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAAC 
TGGCAAGCTAGAGTACGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAG 
GAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAG 
TGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTG 
ACATGCTGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCAGACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCA 
CGTTATGGTGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGGCCCTTACGGCCAGGGGC TACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGG 
TGGAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAAT 
CGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCAT 
GACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCT 


>gi|219846355|ref|NR_025946.1| Carnobacterium funditum strain pf3 16S ribosomal RNA, partial sequence 


AGAGTTTGATCATGGCTCAGGACGAACNCTGGCGGCATGCCTAATACATGCAAGTCGAACGCTTCTTTCC 
TATTGAGTGCTTGCACTCGACTGGAAAGAGGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCA 
TAAGTGGGGGATAACATTCGGAAACGGATGCTAATACCGCATAATTCTGATTGCCGCATGNGAACGGATG 
AAAGGTGGCTTCGGCTGCCGCTTATGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCA 
CCAAGGCAATGATACGTAGCCGACCTGAGAGNGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGNAAGTCTGACGGAGCAATGCCGCGTGAGTG 
AAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAACTGCTCATCCCTG 
ACGGTATCTAACCAGAAAGCCATGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGATGGCAAGCGT 
TGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTTTAAGTCTGATGTGAAAGACCCCAGCTCA 
ACTGGGGAAGGTCATTGGAAACTGGAGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGG 
TGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGG 
CTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGT 
GTTGGGGGGTTTCCGCCCCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCA 
AGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAA 
GTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCCTATTATTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGATAAACCGGAGGAAG 
GTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAA 
CGAGTCGCAAGATCGCGAGGTCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACT 
CGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGAACGCCGCGGTGAATACGTTCCCGGGTCTT 
GTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCCTTTTGGGAGCC 
AGCCGCCTAAGGTGGGATAGATAATTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|219846354|ref|NR_025945.1| Aeromonas allosaccharophila strain CECT 
sequence 
GAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAA 
AGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGGATCTGCCCAGTCGAGGG 
GGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCTACGGGGGAAAGCAGGGGACCTTCGGGCCTT 
GCGCGATTGGATGAACCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTT 
GTAAAGCACTTTCAGCGAGGAGGAAAGGTTGGTAGCGAATAACTGCCAGCTGTGACGTTACTCGCAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATT 
TAAAACTGTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGAT 
CTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGAGA 
CGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTG 
GCCTTGACATGTCTGGAATCCCTAAGAGATTGGGGAGTGCCTTCGGGAATCAGAACACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTG 
CCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCTAG 
CGATAGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTC 
GGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGA 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAA 


4199 16S ribosomal RNA, partial 


>gi|219846353|ref|NR_025944.1| Salegentibacter salegens strain DSM 5424 16S ribosomal RNA, partial 
sequence 
GCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACATTGGTGCTTGCACCAGATGACGACCGGCGC 
ACGGGTGCGTAACGCGTATACAACCTACCTTTTAGCAGGGAATAGCCCAGGGAAACTTGGATTAATGCCC 
TATAGTATGGTGATCTCTCCTGAGATTATCATTAAACATTTATGGCTATTAGATGGGTATGCGTCCTATT 
AGTTAGTTGGTAAGGTAACGGCTTACCAAGGCAGCGATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACA 
CTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGC 
CTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTACAGAGGAAGAACC 
ACTCCCACGTGTGGGAGTTTGACGGTACTCTGCGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCAGTTAAGTCA 
GTGGTGAAAGTCTTCCGCTCAACGGGAGAACTGCCATTGATACTGATTGCCTTGAGTTATTATGAAGTGG 
TTAGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAATACCGATTGCGAAGGCAGATCACT 
AATAATATACTGACNCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACNC 
CGTAAACGATGGTTACTAGCTGTTCGGATCGATTAAGATCTGAGTGGTTAAGCGAAAGTGATAAGTAACC 
CACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATNATNCGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACNGGAGTGGAAACA 
CTTTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTA 
AGTCCTATAACGAGCGCAACCCCTGTGGTTAGTTGCCAGCGAGTAATGTCGGGAACTCTAGCCAGACTGC 
CGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACG 
TGCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTACAAACCCTATCACAGTT 
CGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCGGTC 
ACCGCAAGGAGCCGCCTAGGGTAAAACTGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAG 
G 


>gi|219846352|ref|NR_025943.1| Halothiobacillus hydrothermalis strain R3 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGTAACAGGA 
GAGAGCTTGCTCTCTTGCTGACGAGTGGCGGACGGGTGAGTAATACATGGGAATCTGCCCTGAGGTGGGG 
GATAACCTGGGGAAACTCAGGCTAATACCGCATGATCTCTACGGAGCAAAGTGGGGGACCTTCGGGCCTC 
ACGCCTTGGGATGAGCCCATGTCTGATTAGCTAGTTGGTGGGGTAAGAGCCTACCAAGGCGACGATCAGT 
AGCCGGCCTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTT 
GTAAAGCACTTTTATCGGGGAAGAATAGGTTGTCGCTAATACCGGCAACACTTGACATTACCCGTTGAAT 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTGCGTAGGCGGAAGCTTAAGTCTGATGTGAAAGCCCCGGGCTTAACCTGGGAATGGCATT 
GGAAACTGGGTTTCTAGAGTGTGGTAGAGGATAGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATAT 
TGGAAAGAACACCGATGGCGAAGGCAGCTATCTGGGCCAACACTGACGCTGAGGTACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTTGTCGTTGGGGGAGTTAGTC 
CTTCAGTGACGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTG 
GCCTTGACATCCTCGGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCCTAGTTG 
CCAGCACTTCGGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAA 
GTCATCATGGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGTCGGTCCAATGGGTAGCTAAGCCGC 
GAGGTGGAGCCAATCCCTCAAAGCCGATCTTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCG 
GAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCACCAGAAGTGGCTAGTCTAACCTTCGGGAGGACGGTCACCACGGTGTGA 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|219846351|ref|NR_025942.1| Wolinella succinogenes strain ATCC 29543 16S ribosomal RNA, partial 
sequence 
TTATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGGTA 
ACAGGGTGTAGCTTGCTATACTGCTGACGAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCCAT 
AGTCTGGAATAGCCACTGGAAACGGTGATTAATACCGGATATTCCCGAGAGGGGAAAGTTTTTCGCTATG 
GGATCAGCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCC 
TGAGAGGGTGATCGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
ATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTCTTCGGATTGTAAACTC 
CTTTTCTAAGAGAAGATTATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCACGTAGGCGGCCTTGCAAGTCA 
GATGTGAAATCCAACGGCTTAACCGTTGAACTGCATTTGAAACTGCAAGGCTAGAGTATGGGAGAGGTAG 
GTGGAATTCTCGGTGTAGGGGTAAAATCCGTAGAGATCGAGAGGAATACTCATTGCGAAGGCGACCTGCT 
GGAACATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CCTAAACGATGAATGCTAGTTGTTGCCCTGCTTGTCAGGGCAGTAATGCAGTTAACACATTAAGCATTCC 
GCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTGGGCTTGACATTGATAGAATCCTATAGAGATATG 
GGAGTGCCAGTTTACTGGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCACTAGTTGCTAACGGTTCGGCCGAGCACTCTAGTGAG 
ACTGCCTTCGCAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACA 
CACGTGCTACAATGGTGTGTACAAAGAGAAGCAATACCGCGAGGTGGAGCAAATCTTTAAAACACATCTC 
AGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCAATGCT 
ACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGCC 
GGGACGCTAAACTGGCTACCGTCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTA 


GGTGAACCTGC 


>gi|219846350|ref|NR_025941.1| Helicobacter cinaedi strain 165 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTT 
TAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCTTTAGTCTGGGA 
TAGCCACTGGAAACGGTGATTAATACTGGATACTCCCTACGGGGGAAAGGTTTTTCGCTAAAGGATCAGC 
CTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGG 
TGATCGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCA 
ATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTA 
AGAGAAGATTATGACGGTATCTTACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGG 
AGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGTAGGCGGGTAGTCAAGTCAGATGTGAA 
ATCCTGTAGCTTAACTACAGAACTGCATTTGAAACTGACTATCTAGAGTATGGGAGAGGTAGGTGGAATT 
CTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATT 
ACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG 
ATGAATGCTAGTTGTTGCCCTGCTTGTCAGGGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGG 
AGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGAGTATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCCGCTAGAGATAGTGGAGTGTT 
GGCTTGCCAGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAGCAGCTCGGCTGAGCACTCTAAGGAGACTGCCTT 
CGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCT 
ACAATGGGACATACAAAAAGATGCAATATCGCGAGATGGAGCAAATCTCTAAAATGTCTCTCAGTTCGGA 
TTGTAGTCTGCAACTCGACTACATAAAGCTGGAATCGCTAGTAATCGCAAATCAGCAATGTTGCGGTGAA 
TACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGGATACT 
AAATTGGTTACCGCCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAACC 
TGC 


>gi|219846349|ref|NR_025940.1| Helicobacter acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial 
sequence 
TTTATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAT 
GAAGCTTCTAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAACGCATAGGTTATGTGCCTCTTA 
GTTTGGGATAGCCATTGGAAACGGTGATTAATACCAGATATTCCCTACGGGGGAAAGATTTATCGCTAAG 
AGATCAGCCTATGCCCTATCAGCTTGTTGGTAAGGTAATGGCTTACCAAGGCTATGACGGGTATCCGGCC 
TGAGAGGGTGAACGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
ATTGCTCAATGGGSGCAASCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTC 
CTTTTGTCAGAGAAGATAATGACGGTATCTGACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGY GCGTAGGCGGGGTAGTMAGTCA 
GRTGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGCWAYTCTRGAGTGTGGGAGAGGYAG 
GTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCT 
RGAACAWKACTGACGCTGATTGCRCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCCTAAACGATGGATGCTAGTTGTTGGAGGGCTTAGTCTTTCCAGTAATGCAGCTAACGCCTTAAGCATC 
CCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAGGATACACGAAGAACCTTACCTAGGCTTGACATTGARAGAATCYGCTAGAAATA 
GYGGAGTGTCTRGCTTGCYAGACCYTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCTTTCTTAGTTGCTAACAGGTCATGCTGAGAACTCTAA 
GGAGACTGCCTCCGTAAGGAGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGC 
TACACACGTGCTACAATGGGGTGCACAAAGAGAAGCGATACTGCGAAGTGGAGCCAATCTTCAAAACACC 
TCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCAAATCAGCCA 
TGTTGCGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTGTTTGCCTTA 
AGTCAGGATGCTAAAGCAGCTACTGCCCACGGCACRCACAGCGACTGGGGTGAAGTCGTAACAAGGTAAC 
CGTAGGTGAACCTGC 


>gi|219846348|ref|NR_025939.1| Helicobacter muridarum strain ST1 16S ribosomal RNA, partial sequence 
ATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAA 
GCTTTTAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCTTTAGTC 
TGGGATAGCCACTGGAAACGGTGATTAATACTGGATACTCCCTACGGGGGAAAGTTTTTCGCTAAAGGAT 
CAGCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAG 
AGGGTGAACGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTG 
CTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTT 
TGTGAGAGAAGATTATGACGGTATCTCACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAT 
ACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGCAGGCGGGCTAATAAGTCAGATG 
TGAAATCCTATAGCTTAACTATAGAACTGCATTTGAAACTATTAGTCTAGAGTGTGGGAGAGGTAGGTGG 
AATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTACTGGAA 
CATTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTA 
AACGATGAATGCTAGTTGTTGCCTTGCTTGACAGGGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCT 
GGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGAAGATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCCTATAGAGATATGGGAG 
TGCCACTTCTGTGGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAGCAGTTTAAGCTGAGCACTCTAAGGAGACT 
GCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACAC 
GTGCTACAATGGGGTGCACAAAGAGGAGCAATATCGTGAGGTGGAGCAAATCTCTAAAACGTCTCTCAGT 
TCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAGCCATGTCACG 
GTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGG 
ATACTAAATTGGTTACCGCCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGT 


GAACCTGC 


>gi|219846347|ref|NR_025938.1| Haemophilus parahaemolyticus strain 536 16S ribosomal RNA, complete 


sequence 
ATTNNNGAGTTTGATCATGGCTCAGATTGANCGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAG 
CACGAAGGAGCTTGCTCCTTGGGTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTATGG 
AGGGGGATAACTACGGGAAACTGTAGCTAATACCGCGTAATATCTTCGGATTAAAGTGTGGGNCCGCAAG 
GCCACATGCCATGAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGA 
TCTCTAGCTGGTCTGAGNNNATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTC 
GGGTTGTAAAGTTCTTTCGGTAGCGAGGAAGGTATCAAATTTAATAGATTTGGTAATTGACGTTAACTAC 
AGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATA 
ACTGGGCGTAAAGGGCACGCAGGCGGTTGATTAAGTGAGATGTGAAAGCCCCGGGCTNNACCTGGGAATT 
GCATTTCATACTGGTCAACTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTA 
GAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAATGTACTGANGCTCATGTGCGAAAGCGT 
GGGGAGCAAACAGGATTNGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTGGGGATTGGACTTN 
NAGTCTGGTGCCCGAAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
ATNNANNGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TACTCTTGACATCCATGGAATCTTGTAGAGATACGAGAGTGCCTTCGGGAACCATGAGACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTNNGTCCCGCAACGAGCGCAACCCTTATCCTTTGT 
TGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGATNAACTGGAGGAAGGTNGGGATGACGTC 
AAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGAAGCAATATG 
GCGACATGGAGCAAATCTCAGAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGT 
CGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGCAAGGGGGGCGTTTACCACGGTATG 
ATTCATG 


>gi|219846346|ref|NR_025937.1| Avibacterium volantium strain NCTC 3438 
sequence 
AACTGCAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTA 
ACGGGTTGAAAGCTTGCTTTCGACGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTA 
TGGAGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAGAATCGAAAGATTAAAGGGTGGGACTTT 
TTAGCCACCTGCCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTN 
CGATCTCTAGCTGGTCTGAGAGGATGGCCAGCCACACTGGGACTGAGACACGGCCCNGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGCC 
TTCGGGTTGTAAAGTTCTTTCGGTGGTGAGGAAGGCGGTAGTGTTAATAGYACTAYTGTTTGACGTTAGC 
CACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGNGAGCGTTAATCGGA 
ATAACTGGGCGTAAAGGGCACGCAGGCGGTAAATTAAGTGAGATGTGAAATCCCCGAGCTTNACTTGGGA 
ATTGCATTTCAGACTGGTTTACTAGAGTACTCTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGC 
GTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGGAGATACTGACGCTCATGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTGGGGATTGGGC 
TTNNRGCTTGGTGCCCGTAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACT 
CAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCT 
TACCTACTCTTGACATCCTAAGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAGCTTAGAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTNAGTCCCGCAACGAGCGCAACCCTTATCCT 
TTGTTGCCAGCACTTCGGGTGGGAACTCAAAGGAGACTGCCAGTGATNAACTGGAGGAAGGTGGGGATGA 
CGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTGCATACAGAGGGRTGCGA 
GCCTGCGAGGGTGAGCGAATCTCAGAAAGTGCATCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATG 
AAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGAAAGGGGGGCGTTTACCACGG 
TATGATTCATG 


16S ribosomal RNA, 


complete 


>gi|219846345|ref|NR_025935.1| Helicobacter felis strain CS1 16S ribosomal RNA, partial sequence 


GAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCCTA 
GCTTGCTAGGCGGATTAGTGGCGCACGGGTGAGTAACGCATAGATGACATGCCCTTTAGTTTGGGATAGC 
CACTAGAAATGGTGATTAATACCAAATACTACCCTACGGGGGAAAGATTTATCGCTAAAGGATTGGTCTA 
TGTCCTATCAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGA 
ACGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATG 
GGCGCAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTCAGA 
GAAGATAATGACGGTATCTGACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGTAGGCGGGGTTGTAAGTCAGATGTGAAATC 
CTATGGCTTAACCATAGAACTGCATTTGAAACTACAACTCTGGAGTGTGGGAGAGGTAGGTGGAATTCTT 
GGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACAATACT 
GACGCTGATTGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT 
GGATGCTAGTTGTTGGGGGGCTTTGTCCTCCCAGTAATGCAGCTAACGCCTTAAGCATCCCGCCTGGGGA 
GTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGATACACGAAGAACCTTACCTAGGCTTGACATTGAAGGAATCTGCTAGAAATAGTGGAGTGTCT 
AGCTTGCTAGACCCTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCTTTCTTAGTTGCTAACAGGTAGTGCTGAGCTCTCTAAGAATACTGCCT 
GCGTAAGCAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGC 
TACAATGGGGTGCACAAAGAGATGCAATGCCGCGAGGTTGAGCCAATCTTAAAAACATCTCTCAGTTCGG 
ATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAATCGCAAATCAGCCATGTTGCGGTGA 
ATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTGTTTGCCTTAAGTCAGGATGC 


TAAGGTAGCTACTGCCCACGGCACACACAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAAC 
CTGC 


>gi|219846344|ref|NR_025934.1| Cardiobacterium hominis strain 6573 16S ribosomal RNA, partial sequence 
ACTGAAGAGTTTGATTCTGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGAAA 
CGATGGAGCTTGCTCCAGGCGTCGAGTGGCGAACGGGTGAGTAACGCATGGGAATCTGCCTTTTGCTGGG 
GGATAACGTAGGGAAACTTACGCTAATACCGCATAACACCTAAGGGTGAAAGCGGGGGACCGAAAGCCTC 
GCGGCAAGAGATGAGCCCATGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCAT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCNACGGGAGGCAGCAG 
TGGGGAATATTGGACNATGGGGGGAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTT 
GTAAAGCACTTTCAGTAGGGAGGAAAGGTGCGTAGTTAATACCTGCGCAATTGACGTTACCTACAGAAGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATTCGGAATTACTGGG 
CGTAAAGCGCACGCAGGCGGTTGCCCAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTT 
GAAACTGGGCGACTAGAGTATGAAAGAGGAAAGCGGAATTTCCAGTGTAGCAGTGAAATGCGTAGATATT 
GGAAGGAACACCGATGGCGAAGGCAGCTTTCTGGGTCGATACTGACGCTCATGTGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGCGTCGGGTTGTTAAAGAC 
TCGGTGCNGGAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGAAA 
TTGACGGGGACCCGCNCAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGC 
CTTGACATCCTAGGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACCTAGAGACAGGTGTTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTACTTGCC 
AGCACTTTGGGTGGGAACTGTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGACGGTAGCGAAGCCGCGA 
GGTGGAGCCAATCTGAGAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGA 
ATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACTGCCCGTCAC 
ACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACTTAGGAGGGCGCTTGCCACGGTGTGGCCGAT 


>gi|219846342|ref|NR_025932.1| Heliobacterium chlorum ATCC 35205 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGAGAGCGGAAGTTTCG 
ATGGAAGCTCTTAGTGGCGGACGGGTGAGTAACGCGTGGACAACCTACCGGAGAGTGGGGGATAACAGTC 
CGAAAGGGCTGCTAATACCGCATAACGTTCCTGAAGGACATCCTTCAGGAACCAAAGGAGCAATCCGCTT 
TCCGATGGGTCCACGTCCGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCCGG 
CCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGGGGGATGAAGGTCTTCGGATTGTAAAC 
CCTTGTCTTCGGGGAAGAAGTTTTGACGGTACCCGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGCGCGTGCAGGCGGACATGTAA 
GTCTGAGGTGAAAGCTTGGAGCTCAACTCCGAAACGGCCTTGGAAACTGGATGTCTTGAGAGATGGAGAG 
GATAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCCGTGGCGAAGGCGGCT 
ATCTGGACATTATCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTATCGACCCCCCCGGTGCCGCAGTTCACGCAATAAGC 
ACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGTTGG 
AGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCCTCTGAATCCGATAGAG 
ATAGCGGAGTGCCCTTCGGGGAGCAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCTAGTTGCCAGCGAGAGAGTCGGGGACTCTAGG 
GAGACTGCCCGGGACGACCGGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGC 
TACACACGTGCTACAATGGGCGGTACAAACCGAAGCGAAGCCGAGAGGTGGAGCGAACCGGAGAAAGCCG 
TTCCCAGTTCGGATTGCTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGGTCAGCA 
TACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCAACACCCGA 
AGTCGGTGAGGTAACCTTTCAGGAGCCAGCCGCCGAAGGTGGGGTCGATGATTGGGGTGAAGTCGTAACA 
AGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219846341|ref|NR_025931.1| Ruminococcus flavefaciens strain C94 16S ribosomal RNA, partial sequence 
GCTGGCGGCACGCTTAACACATGCAAGTCGAACGGAGATAATTTGAGTTTACTTAGGTTATCTTAGTGGC 
GGACGGGTGAGTAACACGTGAGCAACCTACCTTAGAGAGAGGGATAGCTTCTGGAAACGGATGGTAATAC 
CTCATAACATAACTGANCCGCATGATTTAGTTATCAAAGATTTATCACTCTGAGATGGGCTCGCGTCTGA 
TTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCGACGATCAGTAGCCGGACTGAGAGGTTGAACNGCCA 
CATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAA 
CCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGTTTTCGGATTGTAAACTCCTGTCTTAAAGGACGATA 
ATGACGGTACTTTAGGAGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAG 
CGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGCGCAAGTCAGATGTGAAATACATGGGC 
TCAACCCATGGGCTGCATTTGAAACTGTGTTTCTTGAGTGAAGTAGAGGTAAGCGGAATTCCTGGTGTAG 
CGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGGCTTTTACTGACGCTG 
AGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATTACTA 
GGTGTGGGGGGACTGACCCCTTCCGTGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGSCCS 
CAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCA 
ACGCGAAGAACCTTACCAGGTCTTGACATCGTATGCATAGTCTAGAGATAGATGAAATTCCTTCGGGGAC 
ATATAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTACCTTTAGTTGCTACGCAAGAGCACTCTAAAGGGACTGCCGTTGACAMAACGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCAATTAACAAA 
GAGAAGCAAGACGGTGACGTGGAGCGAATCTCACCAAATTGTCCCAGTTCAGATTGCAGGCTGCAACTCG 
CCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTCGGTAACACCCGAAGTCGGTAGTCTAACAGC 


>gi|219846340|ref|NR_025930.1| Ruminococcus bromii strain ATCC 27255 16S ribosomal RNA, partial sequence 


TCGAACGGAANTGTTTTGAAAGATTTCTTCGGAATGAATTTGATTTAGTTTAGTGGCGGACGGGTGAGTA 
ACGCGTGAGTAACCTGCCTTCAAGAGGGGGATAACATTCTGAAAAGAATGCTAATACCGCATGACATATC 
GGAACCACATGGTTCTGATATCAAAGATTTTATCGCTTGAAGATGGACTCGCGTCCGATTAGTTAGTTGG 
TGAGGTAACGGCTCACCAAGACCGCGATCGGTAGCCGGACTGAGAGGTTGAACGGCCACATTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCACC 
AACGCCGCGTGAAGGATGAAGGTTTTCGGATTGTAAACTTCTTTTATTAAGGACGAAAAATGACGGTACT 
TAATGAATAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGA 
TTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTTGCAAGTCAGATGTGAAANTCTATGGGCTCAACCCATA 
AACTGCATTTGAAACTGTAGAGCTTGAGTGAAGTAGAGGCAGGCGGAATTCCCCGTGTAGCGGTGAAATG 
CGTAGAGATGGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAA 
GCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATTACTAGGTGTGGAGG 
GTCTGACCCCTTCCGTGCCGGAGTTAACACAATAAGTAATCCACCTGGGGAGTACGGMCNNAARGTTGAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAGGTCTTGACATCCAACTAACGAAGTAGAGATACATTAGGTGCCCTTCGGGGAAAGTTGAGAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGKTTAAGTCCCGCAACGAGCGCAACCCT 
TGCTATTAGTTGNTACGCAAGAGCACTCTAATAGGACTGCCGTTGACAAAACGGAGGAAGGTGGGGACGA 
CGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGATGTTAACAGAGGGAAGCA 
AGACAGTGATGTGGAGCAAACCCCTAAAAACATTCTCAGTTCAGATTGCAGGCTGCAACCCGCCTGCATG 
AAGATGGAATTGCTAGTAATCGNGGATCAGAATGMCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGGGAGCCGGTAATACCCGAAGTCAGTAGTCCAACCTC 


>gi|219846339|ref|NR_025929.1| Ruminococcus albus strain 7 16S ribosomal RNA, partial sequence 
TTGATCCTGGCTCAGGACGAACGCTGGCGGCACGCTTAACACATGCAAGTCGAACGAGCGAAAGAGTGCT 
TGCACTCTCTAGCTAGTGGCGGGCGGGTGAGTAACACGTGAGCAATCTGCCTTTCGGAGAGGGATACCAA 
TTGGAAACGATTGTTAATACCTCATAACATAACGAAGCCGCATGACTTTGTTATCAAATGAATTTCGCCG 
AAAGATGAGCTCGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCGACGATCAGTAGCCGG 
ACTGAGAGGTTGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGAAAGCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGTTTTAGGATTGTAAAC 
CTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCAAGT 
CAGGTGTGAAATTTAGGGGCTTAACCCCTGAACTGCACTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGT 
AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTA 
CTGGGCTTTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGATTACTAGGTGTGGGGGGACTGACCCCTTCCGTGCCGCAGTTAACACAATAAGTAAT 
CCACCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGT 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCGTACGCATAGCATAGAGATA 
TGTGAAATCCCTTCGGGGACGTATAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTACTGTTAGTTGCTACGCAAGAGCACTCTAGCAGGACTGCCG 
TTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTA 
CTACAATGGCTGTTAACAGAGGGAAGCAAAACAGTGATGTGGAGCAAAACCCTAAAAGCAGTCTTAGTTC 
GGATTGTAGGCTGCAACCCGCCTACATGAAGTAGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGTCGGTAACCCCGAAGCCTGTGTTC 
TAACCGC 


>gi|219846338|ref|NR_025928.1| Halomonas halodurans strain C-1 16S ribosomal RNA, partial sequence 
CNGCAGGCTTAACACATGCAAGTCGAGCNGAAACNATCCTAGCTTGCTAGGAGGCNTCGAGCGGCGGACG 
GGTGAGTAATGCATAGGAATCTACCCGGTCGTGGGGGATAACCTGGGGAAACTCAGACTAATACCGCATA 
CGTCCTACGGGAGAAAGCGGGGNNTCNNCCNNNCNCNNTCNNATGAGCCTATGTCGGATTAGCTAGTTGG 
TGAGGTAATGGCTCACCAAGGCCGCGATCCGTAGCTGGTTTGAGAGGATGATCAGCCACATCGGGACTGA 
GACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGC 
CATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGAGGAAGAATGCCGTCGGGTTA 
ATACCCCGGCGGAAAGACATCACTCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATA 
CGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGATCAGCCGGTTGT 
GAAAGCCCCGGGCTCAACCTGGGAACAGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGA 
ATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACT 
GACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGTCGACCAGCCGTTGGGTGCCTAGAGCACTTTGTGGCGAAGTTAACGCGATAAGTCGACCGCCTG 
GGGAGTACNGCCGCAAGGTTAAAACTCAAATNAATTGACGGGGGCCCGCACAAGCGTGGAGCATGTGGTT 
TAATTCGATGCAACNCNAAGAACCTTACCTACTCTTGACATCCTGCNAACTTGGTAGAGATACCTTGGTG 
CCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTC 
CCGTAACGAGCGCAACCCCTGTCCTTATTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACTGCCGGT 
GACAAACCGGAGGAAGGTNGGGACNACGTCAAGTCATCATGGCCCTTACNGGTAGGGCTACACACGTGCT 
ACAATGGCCGGCACAAAGGGCTGCGAACTCGCGAGAGTCAGCGAATCCCATAAAGCCGGTCTCAGTCCGG 
ATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTGGACTGCACCAGAAGTGGTTAGCCT 
AACTTCNNANGGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGG 
AACC 


>gi|219846337|ref|NR_025927.1| Halomonas pacifica strain 62 16S ribosomal RNA, partial sequence 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATGGAAGCTTGCTTCCAGGCGTCGAGCGGCGGA 
CGGGTGAGTAATGCATAGGAATCTGCCCGATAGTGGGGGATAACCTGGGGAAACTCAGGCTAATACCGCA 
TACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATCGGATGAGCCTATGTCGGATTAGCT 
AGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGG 


GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGA 
TCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAAGGCCTGA 
GGGCTAATACCCTTCAGGAAGGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCG 
GTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAAGCC 
GGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAA 
GGTAGAATTCCCGGTGTAGCGGTGANATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTC 
TGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGTCGGCTAGCCGTTGGGGTCCTTGAGACCTTTGTGGCGCAGTTAACGCGATAAGTCGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTANTTCGATGCAACGCGAGGAACCTTACCTACCCTTGACATCGTGCGAACTTTCCAGAGATGG 
ATTGGTGCCTTCGGGAACGCACAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGG 
TTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGNCCTTACGGGTAGGGCTACACA 
CGTGCTACAATGGTCGGTACAAAGGGTTGCAATACCGCGGNGTGGAGCTAATCCCATAAAGCCGGTCTCA 
GTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCAC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGT 
TAGCCTAACTTCGGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGGGAACC 


>gi|219846336|ref|NR_025926.1| Thiomicrospira pelophila strain 4B 16S ribosomal RNA, partial sequence 


TCAGAATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGNACGNAAACGATAGGAGCTTGCTCCTAGG 
CGTCGAGTGGCGGACGGGTGAGTAATGCATGGGAATCTGCCCTTTAGTTGGGGATACCGTATGGAAACGT 
ACGTTAATACCGAATGAGATCTACGGATGAAAGGTGCCCTCTTCTTGAAAGGTATCGCTAAAGGATGAGC 
CCATGTTAGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCATCGATCTATAGCTGGTTTGAGAGGA 
TGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAGCACTTTTAGT 
GAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTCACAGAAAAAGCACCGGCTAACTC 
TGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGCGTA 
GGNNNATTGTTAAGTCAGTTGTGAAAGCCCTGGGCTCAACCTAGGAACGGCGATTGAAACTGGCAGTCTA 
GAGTTTAGTAGAGGNAAGGGNAATTTCTGGAGTAGCAGTGAAATGCGTAGATATCAGAAGGAACATCAGT 
GGCGAAGGCGCCTTCCTGGACTAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACGGGATTAGAT 
ACCCCGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGTCTTATTAAAAAGATTAGTAGCGCNNN 
NAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCTGC 
GAACTTTCTAGAGATAGATTGGTGCCTTCGGGAGCGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTTAGTTNN 
NAACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTA 
TGGGATGGGCTACACACGTGCTACAATGGTCGGTACAAACAGTTGCGAAGCCGCGAGGTGGTGCTAATCT 
GAAAAAACCGATCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCG 
TGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGG 
TTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGGGGANGCTCACCACTTTGTGATTNATGACTGGGGTG 


>gi|219846335|ref|NR_025925.1| Blastococcus aggregatus strain B15 16S ribosomal RNA, partial sequence 


TTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACTCCGCTTG 
CGGGGGATCAGTGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCTCAGCTCTGGGATAACTCCAAGA 
AATTGGGGCTAATACTGGATACGACCGCTGACCGCATGGTCTGGTGGTGGAAAGATTTATCGGCTGGGGA 
TGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGCCGACGGGTAGCCGGCCTGA 
GAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGT 
CGGCTGTGAAAACCTGAGGCTCAACCTCAGGCCTGCAGTCGATACGAGCAGACTAGAGTGTTGCAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCT 
CTGGGCAACAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGTTGGGCGCTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCG 
CCCCGCCTGGGGAGTACGGCCGCAACGGTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGTTGCTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATGCACGGAAATCCTCCAGAG 
ATGGTGGGTCCGCAAGGGTCGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGGACTCATAGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTGCAA 
ACATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTC 
AGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACGCCCGAAGCC 
GGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGCGGATC 


>gi|219846334|ref|NR_025924.1| Halanaerobium lacurosei strain H200 16S 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTCTACCTC 
GACTGATACCTTCGGGTTGACGACGAGATCTAGATAGTGGCGGACGGGTGAGTAACACGTGATTAATCTG 
TCCTCAACTCTGGGATAACCTGGCGAAAGTCGGGCTAACCCCGGATAAGCTGAGAGTGTGGCATCACACA 
ATCAGAAAAGGTGGTTTTGCCATCGTTTGAGGAGGAGTTCGCGGTAGATTAGCTAGCTGGTGAGGTAATG 
GCTCACCAGGGCAACAATCTATTGCTGGTCTGAGAGGACGATCAGTCACACTGGAACTGAGACACGGTCC 
AGACTCCTACGGGAGGGAGGAGTGGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGT 
GAGTGAAGACGGTCTTCGGATTGTAAAGCTCTGTCCTTAGGGAAGAACCGTGGATGTAGTTCAATGACAT 


ribosomal RNA, 


complete sequence 


CCACCTGACGGTACCTGTGGAGGAAGCACTGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGAGTG 
CAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGCAGGCGGATAATCAAGTCAAGCGTGAAAGGTGT 
CGGCTTAACCGACAGACTGCGTTTGAAACTGATTATCTTGAGTGTAACAGAGGAGAGTGGAATTCCTAGT 
GTAGTGGTGAAATACGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGGTTAACACTGAC 
GCTGAGGTACGAAAGCTGGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCCAGCCGTAAACGCTGGAT 
ACTAGGTGTTGGAGGTTCGAATCCTTCAGTGCCGGAGTTAACGCATTAAGTATCCCGCCTGGGGAATACG 
ATCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCGAGAATTGACATCCCGTGACCATCTATGAAAGTAGAGTTTGACACTTTG 
TGTCACACGGAGACAGGTGGTGCATGGATGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTTCTTAGTTGCCAGCGAGTAATGTCGGGGACTCTAAGAAGACTGCCGGTGAAAG 
TCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGCCCTTTATATCTCGGGCTACACACGTGCTACAATG 
GTTGGTACAGAGGGGAGCAAGACCGCGAGGTGGAGCAAAACCTTTAAAACCAACCCCAGTTCGGATTGCA 
GGCTGCAACTCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCAATCGAGTTGGATGCACCAGAAGTCATCTGCGGATGCCA 
AAGGTGTGTCCGGCAAGAGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCT 
ccTtT 


>gi|219846333|ref|NR_025923.1| Flavobacterium hibernum strain ATCC 51468 16S ribosomal RNA, partial 
sequence 
GATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATTGGTTTTCGGACCAAGAGACCGGCG 
CACGGGTGCGTAACGCGTATGCAATCTACCTTTTACAGAGGGATAGCCCAGAGAAATTTGGATTAATACC 
TCATAGCATAGCAGCTTCGCATGAAGCCACTATTAAAGTCACAACGGTAAAAGATGAGCATGCGTCCCAT 
TAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCAC 
ACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAG 
CCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTATACAGGAAGAAA 
CAGTTCTACGTGTAGAACCTTGACGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTTTAATAAGTCA 
GTGGTGAAAGCCCATCGCTCAACGGTGGAACNGCCATTGATACTGTTAGACTTGAATTATTAGGAAGTAA 
CTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACT 
ACTAATGGATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGGATACTAGCTGTTGGAAGCAATTTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTG 
GGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGATACGCGAGNAACCTTACCAAGGCTTAAATGTAGTTTGACCGATTTGGAAACAGATCTT 
TCGCAAGACAAATTACAAGGTGCTGCATGGTTGTCGTCAGCTCATGCCGTGAGGTGTCAGGTTAAGTCCT 
ATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCAAGTCGGGAACTCTAACAAGACTGCCAGTGC 
AAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTAC 
AATGGCCGGTACAGAGAGCAGCCACTGGGCGACCAGGAGCGAATCTATAAAACCGGTCACAGTTCGGATC 
GGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACCGCA 
AGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGG 


>gi|219846332|ref|NR_025922.1| Staphylococcus warneri strain AW 25 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATAAGGAGCTTGCTCCTTTGACGT 
TAGCGGCGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACTTCGGGAAACCGGAG 
CTAATACCGGATAACATATTGAACCGCATGGTTCAATAGTGAAAGGCGGCTTTGCTGTCACTTATAGATG 
GATCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATACGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTT 
ATCAGGGAAGAACAAATGTGTAAGTAACTGTGCACATCTTGACGGTACCTGATCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGC 
GTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAAAA 
CTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACC 
AGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGC 
AGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCC 
TTTGACCGCTCTAGAGATAGAGTCTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATTAA 
GTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCTAAACCGCGAGGTCAASCA 
AATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGT 
AATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTATGGAGCTAGCCGTCGAAGGTGGGACAAATGATTG 


>gi|219846331|ref|NR_025921.1| Rickettsia rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 
CCTGGCTCAGAACGAACGCTATCGGTATGCTTAACACATGCAAGTCGAACGGGCTAATTGGGGCTTGCTC 
CAATTAGTTAGTGGCAGACGGGTGAGTAACACGTGGGAATCTACCCATCAGTACGGAATAACTTTTAGAA 
ATAAAAGCTAATACCGTATATTCTCTACGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGTCAGATT 
AGGTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGC 
CTGATCCAGCAATACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATAAT 
GACGTTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCG 
TTGTTCGGAATTACTGGGCGTAAAGAGTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTT 


AACCTCGGAATTGCTTTCAAAACTACTAATCTAGAGTATAGTAGGGGATGATGGAATTCCTAGTGTAGAG 
GTGAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGGGCTACAACTGACGCTGAT 
GCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGA 
TATCGGAAGATTCTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGC 
GAAAAACCTTACCAACCCTTGACATGGTGGTCGCGGATCGCAGAGATGCTTTTCTTCAGCTCGGCTGGAC 
CACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCGGAG 
GAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTTGGGCTACACGCGTGCTACAATGGTGTTT 
ACAGAGGGAAGCAAGACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCA 
ACTCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGC 
CTTGTACACACTGCCCGTCACGCCATGGGAGTTGGTTTTACCTGAAGGTGGTAAGCTAACGCAAGAGGCA 
GCCAACCACGGTAAAATTAGCGACTGGGGTGAAGTCGTAA 


>gi|219846330|ref|NR_025920.1| Rickettsia montanensis strain ATCC VR-611 16S ribosomal RNA, partial 
sequence 
CCTGGCTCAGAACGAACGCTATCGGTATGCTTAACACATGCAAGTCGAACGGACTAATTGGAGCTTGCTC 
CAATTAGTTAGTGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCAGTACGGAATAACTTTTAGAA 
ATAAAAGCTAATACCGTATATTCTCTACGGAGGAAAGGTTTATCGCTGATGGATGAGCCCGCGTCAGATT 
AGGTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGC 
CTGATCCAGCAATACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAGGGAAGATAAT 
GACGTTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCG 
TTGTTCGGAATTACTGGGCGTAAAGAGTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTT 
AACCTCGGAATTGCTTTCAAAACTACTAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAG 
GTGAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGGGCTGCAACTGACGCTGAT 
GCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGA 
TATCGGAAGATTCTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGC 
GAAAAACCTTACCAACCCTTGACATGGTGGTCGTGAATCGCAGAGATGCTTTTCTTCAGCTCGGCTGGAC 
CACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCGGAG 
GAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTTGGGCTACACGCGTGCTACAATGGTGTTT 
ACAGAGGGAAGCAAGACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCA 
ACTCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGC 
CTTGTACACACTGCCCGTCACGCCATGGGAGTTGGTTTTACCTGAAGGTGGTGAGCTAACGCAAGAGGCA 
GCCAACCACGGTAAAATTAGCGACTGGGGTGAAGTCGTAA 


>gi|219846329|ref|NR_025919.1| Rickettsia massiliae strain Mtul 16S ribosomal RNA, partial sequence 
CCTGGCTCAGAACGAACGCTATCGGTATGCTTAACACATGCAAGTCGAACGGACTAATTGGGGCTTGCTC 
TAATTAGTTAGTGGCAGACGGGTGAGTAACACGTGGGAATCTACCCATCAGTACGGAATAACTTTTAGAA 
ATAAAAGCTAATACCGTATATTCTCTACGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGTCAGATT 
AGGTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGC 
CTGATCCAGCAATACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATAAT 
GACGTTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCG 
TTGTTCGGAATTACTGGGCGTAAAGAGTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTT 
AACCTCGGAATTGCTTTCAAAACTACTAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAG 
GTGAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGGGCTACAACTGACGCTGAT 
GCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGA 
TATCGGAAGATTCTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGC 
GAAAAACCTTACCAACCCTTGACATGGTGGTCGCGGATCGCAGAGATGCTTTTCTTCAGCTCGGCTGGAC 
CACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCGGAG 
GAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGGTTGGGCTACACGCGTGCTACAATGGTGTTT 
ACAGAGGGAAGCAAGACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCA 
ACTCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGC 
CTTGTACACACTGCCCGTCACGCCATGGGAGTTGGTTTTACCTGAAGGTGGTGAGCTAACGCAAGAGGCA 
GCCAACCACGGTAAAATTAGCGACTGGGGTGAAGTCGTAA 


>gi|219846328|ref|NR_025918.1| Bacteroides cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGATATTTAGCAATAGATATCTTAGCGG 
CGGACGGGTGAGTAACGCGTGGGTAACCTGCCTTATACAGGGGGATAACACAGGGAAACTTGTGCTAATA 
CCGCATAACACAATTTTGTGGCATCACAGAGTTGTCAAAGGAGCAATCCGGTATAAGATGGACCCGCGTC 
CAATTAGCTAGTTGGTGGTGTAACGGACCACCAAGGCGACGATTGGTAGCCGAACTGAGAGGTTGATCGG 
CCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAAGCAGCAGTTGGGAATATTGCACAATGGGGG 
AAACCCTGATGCAGCCACGCCGCGTTAAGGATGAAAGTTTTCGGATCGTAAACCTCTTTGATTARGGACG 
AATAAATGACGGTACCTCAAAAACAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTG 
GCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAATGTAAGTCAGATGTGAAACTCC 
GGAGCTCAACTTCGGAACTGCATCTGAAACTATGTTTCTTGAGTGMTGGAGAGGAAAGCGGAATTCCTAG 
TGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAACTGA 


CGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGA 
TACTAGGTGTGGGAGGTATCGACCCCTTCCGTGCCGCAGTTAACACAATAAGTATCCCACCTGGGGAGTA 
CGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTTGACGATGGTAGAGATATCATTTCTTCGGGG 
CAAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTGTTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAATCGGAG 
GAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGCTATT 
ACAGAGGGAAGCTAAGCCGCAAGGTGGAGCAAATCCCCAAAAATAGTCCCAGTTCAGATTGTGGGCTGAA 
ACTCGCCCACATGAAGTCGGAATTGCTAGTAATGGCAGGTCAGCATACTGCCGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGAGAGTCTGCAACACCCGAAGTCAGTAGTCTAACCGCAAGAGGA 
CGCTGCCGAAGTGGGGCCGATGATTGGGGCGAAGTCGTAACAAGGTAGCCGTATCGGAAGGGGC 


>gi|219846327|ref|NR_025917.1| Acetivibrio cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAGAATATAGCAATATATTCTTAGCGGCG 
GACGGGTGAGTAACGCGTGGGCAATCTGCCTCATACAGGGGGATAACACTGGGAAACTAGTGCTAATACC 
GCATAAAATAGTGAAGTGGCATCACTTTACTATCAAAGGAGCAATCCGGTGTGAGATGAGCCCGCGTCCG 
ATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCGACGATCGGTAGCCGAACTGAGAGGTTGATCGGCC 
ACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAA 
ACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGTTTTCGGATTGTAAACTTCTTTGATTGGGGACGAT 
AATGACGGTACCCAAAAAACAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAA 
GCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGATGCAAGTCAGATGTGAAATTCGGGGC 
TCAACCCCGGCGCTGCATCTGAAACTGTATCTCTTGAGTGCTGGAGAGGAAAGCGGAATTCCTAGTGTAG 
CGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAACTGACGCTG 
AGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTA 
GGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACACAATAAGTATCCCACCTGGGGAGTACGGCC 
GCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGC 
AACGCGAAGAACCTTACCAGGGCTTGACATACCATTGACGTAYCTAGAGATAGGTATTTCTTCGGGACAA 
TGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCCTGTTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAATCGGAGGA 
AGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGCTATTAC 
AGAGGGAAGCGAAGCCGTGAGGTGGAGCAAATCTCCAAAAATAGTCCCAGTTCAGATTGTAGGCTGAAAC 
TCGCCTACATGAAGTCGGAATTGCTAGTAATGGCAGGTCAGCATACTGCCGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGAGAGTCTGCAACACCCGAAGTCAGTAGTCTAACTGTAAAGAGGAC 
GCTGCCGAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846326|ref|NR_025916.1| Leptothrix discophora strain SS-1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAGAGGAG 
CAATCCTCGAGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACTACTCG 
AAAGAGTGGCTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACTCGCAAGAGCCTCGCGCGATTGG 
AGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAAGCTCACCAAGCCGACGATCTGTAGCTGGTCTG 
AGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTT 
TGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGCT 
TTTGTCAGGGAAGAAATCTTCTGGGTTAATACCTCGGGAGGATGACGGTACCTGAAGAATAAGCACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
TGCGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGTA 
TAGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAAC 
ACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAGGGTTTCTTCTCAGTAACG 
TAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATG 
CCAGGAATCCTGAAGAGATTTGGGAGTGCTCGAAAGAGAGCCTGGACACAGGTGCTGCATGGCCGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAG 
GGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTT 
ATGGGTAGGGCTACACACGTCATACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATC 
CCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATC 
GCGGATCAGCTTGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGG 
GTTCCGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCGGGGTTCGTGACTGGGGTGA 
AGTCGTAACAAGGTA 


>gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus strain Td-21 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCTTTACACGTGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGT 
GGCGAACGGGTGAGTAATGCATCGGAACGTACCCAGTCATGGGGGATAACTACGCGAAAGCGTAGCTAAT 
ACCGCATACGCCCTGAGGGGGAAAGCGGGGGATCGCAAGACCTCGCGTGATTGGAGCGGCCGATGTCGGA 
TTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGCAAC 
CCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGACGGAAAGAAAA 
CGCCTCCCCTAGTACGGGAGGTGGATGACGGTACTGTCAGAAGAAGCACCGGCTATCTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGT 
AAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGCACGGCTAGAGTACGGCAG 
AGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCAC 
GCCCCTGGGCCGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGAGGTAACTCACTGAGTGACGCAGCTAACGCGTGAA 
GTCGACCGCCTGGGGAGTACGGCCGCAAGGT TAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGT 


GGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACGTGCCAGGAATCCTTGAG 
AGATCAGGGAGTGCCTTCGGGAGCCTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCNCAACGAGCGCAACCCTTGTCGCTAATTGNCATCATTNNGTTGGGCACTTTAGCG 
AGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCT 
TCACACGTCATACAATGGTCGGTACAGAGGGCTGCCAAAGCGCGAGCTGGAGCCAATCCCTTAAAGCCGA 
TCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCAT 
GCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAA 
GTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTG 


>gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis strain 17529 16S 
GATGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTTTTCGGAACTTAGCGGCGAATGGG 
TGAGTAACACGTACTCAACGTACCTTTTAGATTGGGATAGCAAGTGGAAACATTTGATAATACCGAATAT 
GTATATTTTTCGCATGAAATTTATATGAAAGAAGCCTTTAAGCTTCGCTAAAAGAGCGGGGTGCGTAACA 
TTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCAATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCA 
CACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAA 
GTCTGATGGAGCGACACAGCGTGCAGGATGAAAGCCTTATGGGTTGTAAACTGCTGTGGTAAGGGAAGAA 
AAAATAAATGAGGAAATGCATTTATCCTGACGGTACCTTATTAGAAAGCGACGGCTAACTATGTGCCAGC 
AGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTG 
TTAAGTCTGGCGTTAAAACTTGGGGCTCAACCCCAAAGCGCGTTGGATACTGGCATACTAGAGTTACGTA 
GAGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAACATGGCGAAGG 
CAGCTAACTGGGCGTATACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGATCATTAGCTGATGGAAAATTCGTCGGCGCACGTAACGCATTAAATGATC 
CGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTTGAAGATACGCGAAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATA 
TAGTCGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAA 
GTCCTGCAACGAGCGCAACCCTTGTCCTTAGTTACTAGCATTAAGTTGAGCACTCTAAGGAGACTGCCCG 
AGTAATTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACNCGTGCT 
ACAATGGTCGGTACAAAGAGAAGCAAACTGGTGACAGGGAGCAAACCTCAAAAAACCGATCTCAGTTCGG 
ATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGA 
ATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTAA 
TTACAAACTGCCTAAGGCAGGACTGGTGACTGGGGTT 


ribosomal RNA, partial sequence 


>gi|219846323|ref|NR_025913.1| Mycoplasma gallinaceum strain DD 16S ribosomal RNA, partial sequence 


GATGAACGCTGGCTGTGTGCCTAATACATRCATGTCGAGCGGAGTTCTTCGGAACTTAGCGGCKAATGGG 
TGAGTAACACGTACTTAACGTGCCCCCTTRATTGGGATAACGCTGAGAAATTAGCGCTAATACCGGATAC 
TTAAATATCTCGCATGAGGTATTTATAAAAGGAGCCTTTAAAGCTTCACAAGGGGATCGGGGTGCGTAAC 
ATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCC 
ACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGGCGAA 
AGCCTGATGGAGCGACACAGCGTGCAGGATGAAGGCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAA 
AAGTCGAGGAGGAAATGCCTTGACCTTGACGGTACCTTATCAGAAAGCAACGGCTAACTATGTGCCAGCA 
GCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGT 
TAAGTCTGGTGTGAAAACTTGGGGCTCAACCCCAAATTGCATTGGATACTGGCAAACTAGAATTGTGTAG 
AGGTTAGCGGAATTCCTTGTGAAGCGGTGGAATGCGTAGATATAAGGAAGAACATCAACATGGCGAAGGC 
AGCTAACTGGACATATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGATGATTAGCTGATGGGGAACTCATCGGCGCACGTAACGCATTAAATCATCC 
GCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATAT 
AGTGGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAG 
TCCTGCAACGAGCGCAACCCTTGTCCTTAGTTAAACGTTCTAGGGAGACTGCCCGGGTAACCGGGAGGAA 
GGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGATGGTACA 
AAGAGACGCAATACGGCGACGTGGAGCAAATCTCAAAAAACCATTCTCAGTTCGGATTGTAGTCTGCAAC 
TCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCACGTACGCTACGGTGAATACGTTCTCGGGTC 
TTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACA 
ACTGCCTAAGGCAGGACTGGTGACTGGGGTG 


>gi|219846322|ref|NR_025912.1| Mycoplasma imitans strain 4229 16S ribosomal RNA, partial sequence 


GATTAACGCTGGCGGCATGCCTAATACATGCAAGTCGATCGGATGTAGCAATACATTAGAGGCGAACGGG 
TGAGTAACACGTATCCAATCTGCCTTATAGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATAA 
CAAGTTACCTATCGCATGAGAATAACTTTAAAGAAGCAACTGCTTCGCTATAAGATGAGGGTGCGGCATA 
TCAGCTAGTTGGTGAGGGTAATGGCCCACCAAGGCGATGACGTGTAGTTATGCTGAGAGGTAGAATAACC 
ACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAA 
AGTCTGATGGAGCAATGCCGCGTGAACGATGAAGGTCTTTTTAGATTGTAAAGTTCTTTTATTTGGGAAG 
AACAGTTAGTAGAGTGGAAAGCTACTAATTTGACTGTACCATTTGAATAAGTAACGACTAACTATGTGCC 
AGCAGTCGCGGTAATACATAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAAAACAAGCGCAGGCGGA 
TTAGAAAGTCTGGTGTTAAAAGCAATTGCTTAACGATTGTATGCATTGGAAACTTCTAGTCTAGAGTTTG 
GTAGAGAGTCCTGGAACTCCATGTGGAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGAGGCGAAG 
GCGAGGACTTGGGCCAATACTGACGCTTAGGCTTGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAG 
TAGTCCACACTGTAAACGATGGATGTTAAGTGTCGGAGCGAATACTTCGGTGCTGCAGTTAACACATTAA 
ACATCCTGCCTGAGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGG 
TGGAGCATGTTGCTTAATTCGACGGTACACGAAAAACCTTACCTAGACTTGACATCTTGGGCGAAGCTAT 
AGAAATATAGTGGAGGTCAACCCAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTACTTTGTCTAACGAGACTGCCAACGTAAGT 
TGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTGCAAACGTGCTACAATGG 


CCAATACAAACAGTTGCAAATCCGTAAGGTGGAGCTAATCTGTAAAGTTGGTCTCAGTTCGGATTGAGGG 
CTGCAATTCGCCCTCATGAAGTCGGAATCACTAGTAATCGCGAATCAGCCATGTCGCGGTGAATACGTTC 
TCGGGTCTTGTACACACCGCCCGTCAAACTATGAGAGCTGGTAATATCTAAAACCGTGTTGCTAACCGCA 
AGGAAGCGCATGTCTAGGGTAGGGCCGGTGATTGGAGTT 


>gi|219846321|ref|NR_025911.1| Lactobacillus reuteri F275 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGATGAACGCCGGCAGTGTGCCTAATACATGCAAGTCGTACGCACTGGCCC 
AACTAATTGATGGTGCTTGCTGAATTGACGATGGATCACCAGTGAGTGGCGGACGGGTGAGTAACACGTA 
GGTAACCTGCCCCGGAGCGGGGAATAACATTTGGAAACAGATGCTAATACCGCATAACAACAAAAGCCGC 
ATGGTTTTTCTGGAAAGATGGCTTTGGCTATCACTCTGGGATGGACCTGCGGTGCATTTAGCTAGTTGGT 
AAGGTAACGGCTTACCCAAGGCGATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACAATGGGAACTG 
AGACACGGTCCATAACTTCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCTGATGGAG 
CAACACCGCGTTATTAAGAAAGGGTTTCGGCCGCTTAAACTCTGTTGTTGGAGAAGAACGTGCGTTAGAG 
TAACTGTTACGCAGTGACGGTATCCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGT 
GGAAACTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAGTGGAAC 
TCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGC 
AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAAC 
GATGAGTGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCTGTTCTAACGCATTAATGCACTCCGCCTG 
GGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGAAGCATGTGGT 
TTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCTAACCTTAGAGATAAGGCGTT 
CCCTTCGGGGACGTTAATGACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCCAGCATTAAGTTGGGGACTCTAGTGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCCTGGGCTACACACGTGC 
TACAATGGACGGTACAACGAGTCGCAAACTCGCGAGAGTAAGCTAATCTCTTAAAGCCGTTCTCAGTTCG 
GACTGTAGGCTGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTAACGCCCAAAGTTCGGTGGC 
CTAACCTTTATGGACGGGTACCCTAAGGCGGGACAGATGATCTGGGGTGAAGTCGTAACAAGGTA 


>gi|219846320|ref|NR_025910.1| Rikenella microfusus strain Q-1 16S ribosomal RNA, partial sequence 
TACTATGGAGAGTTTGATCCTGGCTCAGGATNAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGG 
CAGCGAGGCGGAAGCTTGCTTCCGCTGTCGGCGACCGGCGCACGGGTGCGTAACGCGTATGTAACCTACC 
TTATACAGGAGGATAACCCGGAGAAATTCGGACTAATACTCCATAGGTATATTTTCGGCATCGGAGATAT 
ATGAAAGATTCATCGGTATAAGATGGACATGCGTGACATTAGCTGGATGGTGAGGTAACGGCTCACCATG 
GCGACGATGTCTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGGTACTGAGACACGGACCAGACTCCTAC 
GGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGCAGGACGAC 
GGCTCTATGAGTTGTAAACTGCTTTTGTACGAGAATAACGGTATCTACGTGTAGGTAATTGAATGTATCG 
TACGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGNATTCGAGCGTTATCCGGAT 
TTATTGGGTTTAAAGGGTGCGTAGGCGGCCCGGTAAGTTAGAGGTGAAATTCAGCGGCTTAACCGCAGAA 
CTGCCTCTGATACTGTCGGGCTGGAGAGTAGATGCAGCAGGCGGAATGAGTAGTGTAGCGGTGAAATGCT 
TAGATATTACTCAGAACACCGATTGCGAAGGCAGCTTGCTNATCTATATCTGACGCTGATGCACGAAAGC 
GTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGATAACTCGTTGTCGGCGAT 
ACACAGTCGGTGACCCAGCGAAAGCGATAAGTTATCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTA 
CCCGGGCTTGAAAGTTAGCGACCGCCTTTGAAAGAGGGCTTCTCTTCGGAGCGCGAAACTAGGTGCTGCA 
TGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGGTTAAGTCCCATAACGAGCGCAACCCCTGTTCATAGT 
TACCAGCATGTAGTGGTGGGGACTCTATGAAGACTGCCGGTGTAAACCGCGAGGAAGGTGGGGATGACGT 
CAAATCAGCACGGCCCTTACGTCCGGGNNGACACACGTGTTACAATGGCCGGTACAGAGGGCAGCGAAMY 
AGCGATRKTAAGCGAATCTCATAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAG 
TTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCAAGCCATGGAAGCCGGGGGTGCCTGAAGTACGTGACCGCAAGGAGCGTCCTAGGGCAAAACTGGTA 
AC 


>gi|219846319|ref|NR_025909.1| Alistipes putredinis strain ATCC 29800 16S ribosomal RNA, partial sequence 
CNATGGAGAGTTTGATCCTGGCTCAGGATNAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGCA 
GCATCATGGATAGCAATATCTATGGTCGGCGACCGGCGCACGGGTGCGTAACGCGTATGCAACCTACCTT 
TAACAGGGGGATAACACCGAGAAATTGGTACTAATACCCCATAATATCATAGAAGGCATCTNTTATGGTT 
GAAAATTCCGATGGTTAGAGATGGGCATGCGTTGTATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGC 
AACGATACATAGGGGGACTGAGAGGTTAACCCCCCACACTGGTACTGAGACACGGACCNGACTCCTACGG 
GAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGG 
CTCTNTGAGTTGTAAACTNCTTTTGTACGAGGGTAAACGCAGATACGTGTATCTGTCTGAAAGTATCGTA 
CGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCNGTNATACGGAGGATTCNAGCGTTATCCGGATTT 
ATTGGGTTTAAAGGGTGCGTAGGCGGTTTGATAAGTTAGAGGTGAAATTTCGGGGCTCAACCCTGAACGT 
GCCTCTNATACTGTTGAGCTAGAGAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTA 
GAGATCATACAGAACACCGATTGCGAAGGCAGCTTACCNAACTATATCTGACGCTGATGCNNNAAAGCGT 
NGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGATAACTCGTTGTCGGCGATAC 
ACAGTCGGTGACTAAGCGAAAGCGATNAGTTATCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACC 
CGGGCTTGAAAGTTAGCGACGATTCTTGAAAGAGGATTTCCTTCGGGGCGCGAAACTAGGTGCTGCATGG 
TTGTCGTCAGCTCGTGCCGTGAGGTGTCGGGTTAAGTCCCATAACGAGCGCAACCCCTACCGTTAGTTGC 
CATCAGNTGAAGCTGGGCNCTCTGGCGGGACTGCCGGTGTAAGCCGAGAGGAAGGTGGGGATGACGTCAA 
ATCAGCACGGCCCNTACGTCCGGGGCTACACACGTGTTACAATGGTAGGTACAGAGGGCAGCTACCCAGC 
GATGGGATGCGAATCTCGAAAGCCTATCTCAGTTCGGATTGGAGGCTGAAACCCGCCTCCATGAAGTTGG 


ATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
AAGCCATGGGAGCCGGGGGTGCCTNAAGTTCGTGACCGCAAGGAGCGACCTAGGGCAAAACTGGTGAC 


>gi|219846318|ref|NR_025908.1| Porphyromonas macacae strain 7728-L6C 16S ribosomal RNA, partial sequence 
ACAGAGAAGAGTTTGATCCTGGCTCAGGATNAACGCTAGCGATAGGC TNAACACATGCAAGTCGAGGGGC 
AGCATGGTCTTAGCTTGCTAAGATTGATGGCGACCGGCGCACGGGTGCGTAACGCGTATGTAACTTGCCT 
GATAGAAAGGGATAACCCGGTGAAAGTCGGACTNATACCTTATGGTCTTGGGTTATTGCATGATGATTCA 
AGTAAAGATTAATTGCTATCAGATAGGCATGCGTTCCATTAGTTGGTTGGTGAGGTAACGGCTCACCAAG 
GCTACGATGGATAGGGGAATGAGAGGTTTATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACG 
GGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTNAACCAGCCACGTCGCGTGAAGGAAGACG 
GTTCTATGGATTGTAAACTNCTTTTATAGGGGATNAAGTTATCCACGTGTGGATNTTTGCAAGTACCCTA 
TGAATAAGCATCGGCTNACTCCGTGCCAGCAGCCGCGGTNATACGGAGGATGCNAGCGTTATCCGGATTT 
ATTGGGTTTAAAGGGTGCGTAGGTGGCCTGATAAGTCGGGGGTGAAAAGCTGTGGCTCAACCACAGTCTT 
GCCTTCGAAACTGTTTGGCTTGAGTATAGATGAAGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCATA 
GATATCACGAGGAACTCCGATTGCGAAGGCAGCTTACTAAGTTATGACTGACACTGAAGCACGAAAGCGT 
GGGTATCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGATAACTGGGCGTATGCGATAT 
ACAGTATGCTCCTGAGCGAAAGCGTTAAGTTATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACC 
CGGGATTGAAATTTAGCGGACTATGTATGAAAGTACATATCCTGTCACAAGGCCGCTAAGTAGGTGCTGC 
ATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCACGTTGTCAG 
TTACTATCGGGTAAAGCCGAGGACTCTGACAAGACTGCCGTCGTAAGGCGCGAGGAAGGTGTGGATGACG 
TCAAATCAGCACGGCCCTTACATCCGGGGCGACACACGTGTTACAATGGTGGGGACAAAGGGCAGCTACT 
TGGTGACAAGATGCGAATCTCCAAACCCCATCCCAGTTCGGATCGTAGTCTGCAACTNGACTATGTGAAG 
CTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCAAGNCATGGGAGTCGGGAGTACCTAAAGCACGTAACCGCGAGGGGCGTGTCAGGGTAATACCGGTG 
ACT 


>gi|219846317|ref|NR_025907.1| Porphyromonas levii strain ATCC 29147 16S ribosomal RNA, partial sequence 
ACAATGGAGAGTTTGATCCTGGCTCAGGATNAACGCTAGCGATAGGCTNAACACATGCAAGTCGAGGGGT 
AACATGGGAGTAGCTTGCTGCTTCTGATGACGACCGGCGGATGGGTGAGTAACGCGTATGCAACTTGCCT 
CTTAGTGGGGAATAACCCGGAGAAATCCGGACTAATACCGCATACACTTAGTTATCCGCATGGATGATTA 
AGGAAAGATTTATTGCTAAGAGATAGGCATGCGTTCCATTAGTTAGTTGGTGAGGTAACGGCTCACCAAG 
GCATCGATGGATAGGGGAGCTGAGAGGCTTATCCCCCACATTGGGACTGAGACACGGCCCNAACTCCTAC 
GGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGAAACTCTGAACCAGCCAAGTCGCGTGAAGGATGAC 
TGTCCTATGGATTGTAAACTTCTTTAGTAGGCGAGTAAACGTAGGTACGAGTACCTACCTGCAAGTAGCC 
TAAGAATAAGTATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGNATACGAGCGTTATCCGGAT 
TTATTGGGTTTAAAGGGTGCGTAGGTGGCAGATTAAGTCAGTGGTGAAAAGCTGTGGCTCAACCATAGTC 
TTGCCGTTGAAACTNGTTTGCTTGAGTACAGTTGATGTAGGCGGAATGCGTAGTGTAGCGGTGAAATGCA 
TAGATATTACGCAGAACTCCGATTGCGAAGGCAGCTTACAAAAGTGTAACTGACACTGATGCACGAAAGC 
GTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCACGCNGTAAACTATGATTACTCAGAGTATGCGAT 
ATAATGTATGCTCTCAAGCGAAAGCATTAAGTAATCCACCTGGGGAGTACGTCGGCAACGATGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATNATACGCGAGNNACCTTA 
CCTGGGATTGAAATGTATAGGACAGGGGATGGAAACATTCNNNTTCTCTTCGGAGACTTATATGTAGGTG 
CTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCTNATCG 
TTAGTTACTAGCAGGTAGTGCTGAGGACTCTAGCGAGACTGCCGTCGTAAGACGAGAGGAAGGTGGGGAT 
GACGTCAAATCAGCACGGCCCTTATATCCAGGGCGACACACGTGTTACAATGGTGAGGACAAAGGGTAGC 
TACCTGGTGACAGGATGCCAATCTCCAAACCTNATCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGT 
GAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCAAGCCATGGGAGCTGGGGGTACCTGAAGTACGTGACCGCNAGGAGCGTCCGAGGGTAAGACC 
GGTGAC 


>gi|219846316|ref|NR_025906.1| Arcobacter nitrofigilis strain CI 16S ribosomal RNA, partial sequence 
ATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAC 
GGGTTAAAGCTTGCTTTAACTGTCAGCTAAGTGGCGCACGGGTGAGTNATATATAGGTAACATGCCCTAG 
AGAGGGGGATAACAGATGGAAACGTCTGCTAACACCCNATATGCCTTTAAGAC YAAAGTCTGCAAGGGAA 
ACATTTATGGCTCTAGGATTGGCCTGTACGGTATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAAT 
GACACCTAACTGGTTTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGACGAAAGTCTGATGCAGCAACGCCGCGTGGAGGATGACACATT 
TCGGTGCGTAAACTCCTTTTATATAGGAAGATAATGACGGTACTATATGAATAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGAGCGTGTAGG 
CGGGTAAATAAGTTGGAAGTGAAATCCTATGGCTCAACCATAGAACTGCTTCCAAAACTGTTAACCTAGA 
ATGTGGGAGAGGTAGATGGAATTTCTGGTGTAGGGGTAAAATCCGTAGATATCAGAAGGAATACCGATTG 
CGAAGGCGATCTACTGGAACATNATTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTNGATNC 
CCTGGTAGTCCACGCCCTNAACGATGTACACTAGTTGTTGTGAGGCTAGACCTTGCAGTAATGCAGTTAA 
CACATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACACGAAGAACCTTACCTGGTCTTGACATAGTAAGAA 
CTTTTTAGAGATAAATTGGTGTCTGCTTGCAGAAACTTACATACAGGTGCTGCACGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGTTAGTTGCTAACAGTTCGGCT 
GAGAACTCTAACGAGACTGCCTACGCAAGTAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTT 
ACGACCAGGGCTACACACGTGCTACAATGGGGTATACAAAGAGCAGCGATACGGTGACGTGGAGCGAATC 
TCAAAAATGCCTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCG 
TAGATCAGCTATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTS 
AATTCATTCGAAGCGGGGATGCTAAAATAGCTACCTTCCACAGTGGATTTAGYGACTGGGG 


>gi|219846315|ref|NR_025905.1| Arcobacter cryaerophilus strain A 169/B 16S ribosomal RNA, partial 
sequence 
ATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAC 
GGATTATAGCTTGCTATAATTGTCAGCTAAGTGGCGCACGGGTGAGTAATGTATAGGTAATATGCCTCTT 
ACTAAGGGATAACAATTGGAAACGATTGCTAATACCTTATACTCCTTGTTAACTNAAGTTAATAAGGGAA 
AGATTTATTGGTAAGAGATTAGCCTGTATTGTATCAGTTAGTTGGTGGGGTAATGGCCTACCAAGACAAT 
GACACATAACTGGTTTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGACGAAAGTCTGATGCAGCAACGCCGCGTGGAGGATGACACATT 
TCGGTGCGTAAACTCCTTTTATATGAGAAGATAATGACGGTATTATATGAATAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCATGTAGG 
CGGATTGATAAGTTTGAAGTGAAATCCTATAGCTTAACTATAGAACTGCTTTGAAAACTGTTAATCTAGA 
ATGTGGGAGAGGTAGATGGAATTTCTGGTGTAGGGGTAAAATCCGTAGAGATCAGAAGGAATACCGATTG 
CGAAGGCGATCTACTGGAACATTATTGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGTACACTAGTTGTTGTGAGACTTGATCTTGCAGTAATGCAGTTAA 
CACATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATNCGAAGATACACGAAGAACCTTACCTGGACTTGACATAGTAAGAA 
CTTTCTAGAGATAGATTGGTGTCTGCTTGCAGAAACTTATATACAGGTGCTGCACGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTNTTTAGTTGCTAACAGTTCGGCT 
GAGAACTCTAAACAGACTGCCTACGCAAGTAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTT 
ACGTCCAGGGCTACACACGTGCTACAATGGGATATACAAAGAGCCGCAATACGGTGACGTGGAGCAAATC 
TTATAAAATATCTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATC 
GTAGATCAGCTATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTC 
GAACTCATTCGAAGCGGGGATGCTAAAATAGCTACCTTCCACAGTGGATTTGGCGACTGGGG 


>gi|219846314|ref|NR_025904.1| Gemella morbillorum strain 2917B 16S ribosomal RNA, partial sequence 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGTTTTTCTGGTGCTT 
GCACTAGAAAAACTTAGCGGCGAACGGGTGAGTAACACGTAAAGAACCTGCCTCATAGACTGGGACAACT 
ATTGGAAACGATAGCTAATACCGGATAACAGTATTTCTCGCATGAGAGATATTTAAAAGTTGGTTATGCT 
AACACTATGAGATGGCTTTGCGGTGCATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATGCA 
TAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGTT 
CGTAAAGCTCTGTTGTTAGGGAAGAATGGATATGTAGTAACTATACATGTAAGAGACGGTACCTAACCAG 
AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTG 
GGCGTAAAGCGCGCGCAGGTGGTTTAATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCAT 
TGGAAACTGTTAAACTTGAGTGCAGGAGAGAAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGA 
TTAGGAGGAACACCAGTGGCGAAGGCGGCTTTTTGGCCTGTAACTGACACTGAGGCGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGTCTCATAAGA 
GATCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGG 
AATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAA 
GTCTTGACATACTGTGAGGACACAAGAGATTGTGTTGTTCTGACCTTTGGTTAGACACAGATACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATATC 
TAGTTGCCAGCAGTAAGATGGGGACTCTAGATAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATAGGAACAAAGAGAAGCGA 
GCTCGCGAGAGTCAGCCAACCTCATAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATG 
AAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCG 
CCCGTCACACCACGAGAGTTTGTAACACCCGAAGACGGTGGCCTAACCTTTAAGGAGGGAGCCGGTCACG 
TGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCT 


>gi|219846313|ref|NR_025903.1| Gemella haemolysans strain ATCC 10379 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGTTTTTCTGGTGCT 
TGCACCGGAAAAACTTAGCGGCGAACGGGTGAGTAACACGTAAAGAACCTGCCTCATAGACTGGGACAAC 
TATTGGAAACGATAGCTAATACCGGATAACAGCATTAACTGCATGGTTGATGTTTAAAAGTTGGTTTTGC 
TAACACTATGAGATGGCTTTGCGGTGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGC 
ATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGT 
TCGTAAAGCTCTGTTGTTAGGGAAGAATGATTGTGTAGTAACTATACACAGTAGAGACGGTACCTAACCA 
GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATT 
GGGCGTAAAGCGCGCGCAGGTGGTTTAATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCA 
TTGGAAACTGTTAAACTTGAGTGCAGGAGAGAAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAG 
ATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTTTGGCCTGTAACTGACACTGAGGCGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGTCTCATAAG 
AGATCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAG 
GAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCA 
AGTCTTGACATACTGTGAGGACACAAGAGATTGTGTTGTTCTGACCTTTGGTTAGACACAGATACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATAT 
CTAGTTGCCAGCAGTAAGATGGGGACTCTAGATAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATAGGAACAAAGAGAAGCG 
AGCTCGCGAGAGTAAGCAAACCTCACAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACAT 
GAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACC 
GCCCGTCACACCACGAGAGTTTGTAACACCCGAAGACGGTGGCCTAACCTTTTAGGAGGGAGCCGGTCAC 
GTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCT 


>gi|219846312|ref|NR_025902.1| Neisseria weaveri strain CDC 8142 16S ribosomal RNA, partial sequence 


ACACATGCAAGTCGGACGGCAGCACAGAGAAGCTTGCTTCTTGGGTGGCGAGTGGCGAACGGGTGAGTAA 
TATATTGGAACGTACCGGAGTAATGGGGGATAACTTGCCGAAAGGTAAGCTAATACCGCATACGCTCTGA 
GGAGGAAAGCAGGGGACCTTCGGGCCTTGCGTTATTCGAGCGGCCAATATCTGATTAGCTAGTTGGTGGG 
GTAAAGGCCTACCAAGGCGACGATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATG 
CCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTCAGGGAAGAAAAGGTTGTGGCTAATAT 
CCATGACTGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGCAGACGGTTACTTAAGCAGGATGTGAAA 
TCCCCGGGCTCAACCTGGGAACTGCGTTCTGAACTGGGTGACTAGAGTATGTCAGAGGGGGGTAGAATTC 
CACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATA 
CTGACGTTCATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA 
TGTCAATTAGCTGTTGGGCAACTTGATTGCTTAGTAGCGTACGTAACGCGTGAAATTGACCGCCTGGGGA 
GTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTACGGAATCCTCCGGAGACGGAGGAGTGCCT 
TCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAA 
ACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAAT 
GGTCGGTACAGAGGGTAGCCAAGCCGCGAGGTGGAGCCAATCTCACAAAACCGATCGTAGTCCGGATTGC 
ACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGT 
TCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGGATACCAGAAGTAGGTAGGGTAACCG 
CAAGGAGCCCGCTTACCACGGTATGCTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAAC 
CTGCGGCTGGATCACCT 


>gi|219846311|ref|NR_025901.1| Thermus filiformis strain Wai33 16S ribosomal RNA, partial sequence 


GCTCAGGGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGTGCGGGCTGCGGGGTTTTACTCCGTGG 
TCAGCGGCGGACGGGTGAGTAACGCGTGGGTGACCTACCTGGAAGAGGGGGACAACCTGGGGAAACTCGG 
GCTAATCCCCCATGTGGTCGTGCCCTTTGGGGTGCGATTAAAGGGTGAAGAGCCCGCTTCCGGATGGGCC 
CGCGTCCCATCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGTCTGAGAGGAT 
GGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAA 
TGGGCGAAAGCCTGACGGAGCGACGCCGCTTGGAGGAGGAAGCCCTTCGGGGTGTAAACTCCTGAACCCA 
GGACGAAATCCCTGATGAGGGGGATGACGGTACTGGGGTAATAGCGCCGGCCAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGCGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCCTGGTGC 
GTCTGGCGTTAAAGACCGCGGCTCAACCGCGGGGGTGCGCTGGATACGGCCGGGCTAGACGGTGGGAGAG 
GGTGGTGGAATTCCCGGAGTAGCGGTGAAATGCGCAGATACCGGGAGGAACGCCGATGGCGAAGGCAGCC 
ACCTGGTCCACCCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCC 
ACGCCCTAAACGATGCGCACTAGGTCTCTGGGTTATCTGGGGGCCGAAGCCAACGCGTTAAGTGCGCCGC 
CTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCTAGGGAACCTGGGTGAAAGCCTG 
GGGTGCCCCGCGAGGGGAGCCTTAGCACAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCCTAGTTACCAGCGGGTGAAGCCGGGGACTCTAGGGGG 
ACTGCCCGCGAAAGCGGGAGGAAGGCGGGGATGACGTCTGGTCATCATGGCCCTTACGGCCTGGGCGACA 
CACGTGCTACAATGCCTACTACAGAGCGATGCGACCTGGTGACAGGGAGCGAATCGCAAAAAGGTAGGCT 
CAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCCATGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGCGGGTTCTACCCGAAGT 
CGCCGGGAGCCTAAGGGCAGGCGCCGAGGGTAGGGCTCGTGACTGGGGCGAAGTCGTAACAAGGTAGCTG 
TACCG 


>gi|219846310|ref|NR_025900.1| Thermus aquaticus strain YT-1 16S ribosomal RNA, partial sequence 


GCTCAGGGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGTGCGGGCCGTGGGGTATCTCACGGTCA 
GCGGCGGACGGGTGAGTAACGCGTGGGTGACCTACCCGGAAGAGGGGGACAACATGGGGAAACCCAGGCT 
AATCCCCCATGTGGACACATCCTGTGGGGTGTGTTTAAAGGGTTTTGCCCGCTTCCGGATGGGCCCGCGT 
CCCATCAGCTAGTTGGTGGGGTAAGAGCCCACCAAGGCGACGACGGGTAGCCGGTCTGAGAGGACGGCCG 
GCCACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGGC 
GCAAGCCTGACGGAGCGACGCCGCTTGGAGGAGGAAGCCCTTCGGGGTGTAAACTCCTGAACCCGGGACG 
AAACCCCCGATGAGGGGACTGACGGTACCGGGGTAATAGCGCCGGCCAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGGCGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCTTGGGGCGTCCC 
ATGTGAAAGGCCACGGCTCAACCGTGGAGGAGCGTGGGATACGCTCAGGCTAGACGGTGGGAGAGGGTGG 
TGGAATTCCCGGAGTAGCGGTGAAATGCGCAGATACCGGGAGGAACGCCGATGGCGAAGGCAGCCACCTG 
GTCCACTCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCC 
CTAAACGATGCGCGCTAGGTCTCTGGGTTATCTGGGGGCCGAAGCTAACGCGTTAAGCGCGCCGCCTGGG 
GAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCTAGGGAACCTGGGTGAAAGCCTGGGGTG 
CCCCGCGAGGGGAGCCCTAGCACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCTGCCGTTAGTTGCCAGCGGGTGAAGCCGGGCACTCTAACGGGACTGC 
CTGCGAAAGCAGGAGGAAGGCGGGGACGACGTCTGGTCATCATGGCCCTTACGGCCTGGGCGACACACGT 
GCTACAATGCCCACTACAGAGCGAGGCGACCTGGCAACAGGGAGCGAATCGCAAAAAGGTGGGCGTAGTT 
CGGATTGGGGTCTGCAACCCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGCGGGTTCTACCCGAAGTCGCCG 
GGAGCCTTAGGGCAGGCGCCGAGGGTAGGGCCCGTGACTGGGGCGAAGTCGTAACAAGGTAGCTGTACCG 


>gi|219846309|ref|NR_025899.1| Caloramator fervidus strain RT4. Bl 16S 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGAGGGCGAGGG 


ribosomal RNA, 


complete sequence 


GGTTTACTCTGAGCCTCTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCCCAAGGAGGGGGAT 
AACAGGTCGAAAGGCCTGCTAATACCGCATAAAGCTACTGGGGCGCATGCTTTGGTAGCCAAAGGAGCGA 
TAGCTCCGCCTTGGGATGGGCCCGCGGCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGA 
TGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGCGAAGAAGGCCTTC 
GGGTCGTAAAGCTCTGTCTTCCCTGACGAAGGAAGTGACGGTAAGGGAGGAGGAAGCCACGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAG 
GCGGCCCCTTAAGTGAGGTGTGAAATCCCTGGGCTCAACCCAGGAACTGCACTTCAAACTGGGGGGCTAG 
AGTGCAGGAGAGGAAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTG 
GCGAAGGCGGCTTTCTGGACTGCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCTGTAAACGATGGGTGCTAGGTGTGGGGGGCGTAGCCTTCCGTGCCGTAGTTAAC 
ACATTAAGCACCCCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACCGAAC 
CCTGTGGAAACACGGGGGTGCCCCTTATGGGGAGCGGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTTAGTTGCCAGCACTTCGGGGT 
GGGCACTCTAACGAGACTGCCAGGGTTAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGCCCTGGGCTACACACGTGCTACAATGGCCACTACAGAGAGAAGCGAACCCGCGAGGGGGAGCGAAA 
TCTTGAAAGGTGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAGTTGCTAGTAAT 
CGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCC 
GGCAACACCCGAAGCCAGTGGGCTAACCCGAAAGGAGGCAGCTGTCGAAGGTGGGGCTGGTGATTGGGGT 
GAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCC 


>gi|219846308|ref|NR_025898.1| Thermoanaerobacter thermocopriae strain JT-3 16S ribosomal RNA, partial 
sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGTCCGGCACTCAA 
CGTAGTTGGGTGGCGGATAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTTAAGACCGGGATA 
GCACCTCGAAAGGGGTGCTAATACTGGATAAGCTCCTTATAGGGCATCCTATAGGGAGGAAAGGGAGGCG 
CAAGCTACCGCTTAAGGATGGGCCCGCGTCCCATCAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGAC 
GACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATCTTGGGCAATGGGCGGAAGCCTGACCCAGCGACGCCGCGTGGGGGAGGAAGGCCT 
TCGGGTTGTAAACCCCGTTAGTGTGGGAAGAAGGGATGACGGTACCACACGAAAGCCCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAGTACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGG 
CGGTCAATCAAGTCAGGTGTAAAAGACCCGGGCTCAACCCGGGGGTAGCATCTGAAACTGGTTGGCTAGA 
GGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGG 
CGAAGGCGACTCTCTGGACTGGCCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCTGTAAACGATGGGTACTAGGTGTGGGGCGCGGAAGCGTTCCGTGCCGTAGCGAAC 
GCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGT 
AGCGAGCCGAAAGGGGAGCGACCTTACCGGGAGGTAAGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTCTAGTTGCCAGCACCTT 
CGGGTGGGCACTCTAGAGGGACTGCCGGCAAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCTATATGCCCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGCCGTGAGGCGGAG 
CGAATCCCAAAAAGCCGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGA 
GAGCCTGCAACACCCGAAGCCGTGACCCAACCGGGGAGGAGGGAGCCGTCGAAGGTGGGGCAGATGATTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTC 


>gi|219846307|ref|NR_025897.1| Thermoanaerobacter brockii subsp. finnii strain AKo-1 16S ribosomal RNA, 
partial sequence 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGTCCGACATCCAA 
CTTGAGTTGNGAGCCGGATAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTTAAGACCGGGAT 
AACACCTCGAAAGGGGTGCTAATACTGGATAAGCTCCTTGTAGGGCATCCTATGAGGAGGGAAGGTAGCG 
GGAGCTACCGCTTAAGGATGGGCCCGCGTCCCATCAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGAC 
GACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGCGAGGAAGGCCT 
TCGGGTCGTAAAGCTCGATAGTGTGGGAAGAAGGGATGACGGTACCACACGAAAGCCCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGG 
CGGCCGTTCAAGTCAGGTGTAAAATACCCGGGCTCAACCCGGGGATAGCACTTGAAACTGGGCGGCTAGA 
GGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGG 
CGAAGGCGACTCTCTGGACTGACCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGTGCCGTAGTTAAG 
CGAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGT 
AGCGAGCCGAAAGGTGAGCGACCTTACCTTAAAGGTGAGGAGCCTGCACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTGCCAGCGGGT 
GNAGCCGGGCACTCTAGAGGGACTTCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCTATATGCCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGCAGCGATCTGGA 
GCGAAACCCAAAAAGCCGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACG 
AGAGTCTGCAACACCCGAAGCCGGTGACCCAACCNNNAAGGAAGGAGCCGTCGAAGGTGGGGCAGATGAT 
TGGGGTGAAGTCGTAACAAGGTAGCCGTATCNGAAGGTGCGGCTGGATCACCT 


>gi|219846306|ref|NR_025896.1| Mycoplasma corogypsi strain BV1 16S ribosomal RNA, partial sequence 


AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTCTTCG 
GACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACATGCCTTTCAGATTGGGATAACGCTGAGAAATT 
AGCGCTAATACCGGATACTTATATTTATCGCATGATAGATATATAAAAGGGGGGGTTTCCCTCACTGGAA 
GATTGGGGTGCGTAACATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGATGATGTTTAGCGGGGTT 
GAGAGACTGATCCGCCATACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATT 
TTCCACAATGGGCGAAAGCCTGATGGAGCGACACAGCGTGCAGGAGGAAGGCCTTCGGGTTGTAAACTGC 
TGTTATAAGGGAAGAAAAAGTAGGTTAGGAAATGAACTTACCTTGACGGTACCTTGTCAGAAAGCAACGG 
CTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGC 
GTCTGTAGGTTGTGTGTTAAGTCTGGCGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGC 
ATACTAGAATTGTGTAGAGGTTAGCGGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAAC 
ACCAACTTGGCGAAGGCAGCTAACTGGGCACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATGATTAGCTAATGGAATCCATTGGCGCACGTAA 
CGCATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGGCATCTTCCGCA 
AAACTATAGAGATATAGTGGAGGTCAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTTTCCTTAGTTAGATGATCTAGGGATACTGCCGG 
AGTAATCCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCT 
ACAATGGACGGTACAAAGAGACGCAATACGGCGACGTGGAGCAAATCTCAAAAAACCGTTCTCAGTTCGG 
ATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGA 
ATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTG 
TTAACTACGGAGACAACTGCCTAAGGCAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCGT 


>gi|219846305|ref|NR_025895.1| Geobacter metallireducens strain GS-15 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGAGTGCCTAACACATGCAAGTCGAACGTGAAGGGGG 
CTTCGGTCCCCGGAAAGTGGCGCACGGGTGAGTAACGCGTGGATAATCTGCCCAGTGATCTGGGATAACA 
TCTCGAAAGGGGTGCTAATACCGGATAAGCCCACGGAGTCCTTGGATTCTGCGGGAAAAGGGGGGGACCT 
TCGGGCCTTTTGTCACTGGATGAGTCCGCGTACCATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCT 
ACGATGGTTAGCTGGTCTGAGAGGATGATCTGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAAGCCGCGTGAGTGATGAAGGCC 
CTCGGGTCGTAAAGCTCTGTCGGGAGGGAAGAAGTGATTGAGGGTTAATACCCCTTGGTCTTGACGGTAC 
CTCCGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGG 
AATTATTGGGCGTAAAGCGCGTGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCGGGCTCAACCTGGG 
AAGTGCATTGGAAACTGGGAGACTTGAGTACGGGAGAGGGTAGTGGAATTCCTAGTGTAGGAGTGAAATC 
CGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACCGATACTGACGCTGAGACGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAGGTGTTGCGG 
GTATTGACCCCTGCAGTGCCGCAGCTAACGCATTAAGTACTCCGCCTGGGAAGTACGGCCGCAAGGCTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGA 
ACCTTACCTGGGCTTGACATCCGCGGAACCTCTATGAAAGTAGGGGGTGCCCTTCGGGGAGCCGCGAGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATCTTCAGTTGCCATCATTAAGTTGGGCACTCTGAAGAAACTGCCGGTGTCAAACCGGAGGAAGGTGGG 
GATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGC TACACACGTGCTACAATGGCCGGTACAAAGAGT 
TGCGATGCCGCGAGGTGGAGCCAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACT 
CCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCACGGGAGTCGACTGGTCCCGAAGTGCGTGAGCCAACCCGCAAGGGAAGCAGCGC 
CCTAAGGAATGGTCGGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACTGCGGCTGGATCAC 
cTCccTT 


>gi|219846304|ref|NR_025894.1| Vitreoscilla stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
partial sequence 
AACATAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTA 
GCAGGAGAAAGCTTGCTTTCTTGCTGACGAGTGGCGAACGGGTGAGTAATGCGTCGGAACGTACCAAGTA 
ATGGGGGATAACTACTCGAAAGAGTGGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCG 
GACCTTGCGTTATTTGAGCGGCCGACGTCTGATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGACG 
ATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTATGAAGAAGGCCTT 
CGGGTTGTAAAGTACTTTTGTTAGGGAAGAAAAGCTTTTGGCTAATATCCAAGAGTGATGACGGTACCTG 
AAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTNATACGTAGGGTGCNAGCGTTAATCGGAAT 
TACTGGGCGTAAAGCGAGCGCAGGCGGTTATTTAAGTCAGGTGTGAAAGCCCCGAGCTCAACTTGGGACG 
TGCATTTGAAACTGGATAACTAGAGTGTGTNNGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGT 
AGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCTCGAAAGCG 
TGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGACAATTAGCTGTTGGGAGAT 
TAAAAGCTCTTGGTAGCGTAGCTAACGCGTGAAATTGTCCGCCTGGGGAGTACGGTCGCAAGATTAAAAC 
TCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACC 
TTACCTGGTCTTGACATGTACGGAATCCTCCAGAGATGGAGGNGTGCCTTCGGGAGCCGTAACACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCA 
TTAGTTGCTACCATTCAGTTGAGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGA 
CGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCA 
AGCCGCGAGGTGGAGCCAATCTCATAAAGCCGATCGTAGTCCGGATCGCACTCTGCAACTCGAGTGCGTG 
AAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCG 
CCCGTCACACCATGGGAGTGGGGGATACCAGAAGTAGGTAGGATAACCGTAAGGAGTCCGCTTACCACGG 
TATGCTTCATGACTGGGGT 


>gi|219846302|ref|NR_025892.1| Neisseria flavescens strain N 155 16S ribosomal RNA, partial sequence 


AACATAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCA 
GCACAGAGAAGCTTGCTTCTTGGGTGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCGAGTA 
ATGGGGGATAACTAATCGAAAGATTAGCTAATACCGCATATTCTCTGAGGAGGAAAGCAGGGGACCTTCG 
GGCCNTGCGTTATTCGAGCGGCCGATATCTGATTAGTTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACG 
ATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCNNGNCTCCTACGGGAGG 
CAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTNATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTT 
CGGGTTGTAAAGGACTTTTGTCAGGGAAGAAAAGGCTGTTGCTAATATCGACAGCTGATGACGGTACCTG 
AAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGNNNATACGTAGGGTGCNAGCGTTAATCGGAAT 
TACTGGGCGTAAAGCGAGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCGGGCTCAACCCGGNNACT 
GCGTTCTGAACTGGGTAACTAGAGTGTGTCAGAGGGAGGTAGAATTCCACGTGTAGCAGTGAAATGCGTA 
GAGATGTGGAGGAATACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGTTCATGCTCGAAAGCGT 
GGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGCAACT 
TGATTGCTTAGTAGCGTAGCTAACGCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC 
AAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGNAACGCGAAGAACCTT 
ACCTGGTCTTGACATGTACGGAATCCTCCGGAGACGGAGGNGTGCCTTCGGGAGCCGTAACACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCRACGAGCGCAACCCTTGTCATT 
AGTTGCCATCATTTAGTTGGGCACTCTAATGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACG 
TCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAG 
CCGCGAGGTGGAGCCAATCTCACAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAA 
GTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCC 
CGTCACACCATGGGAGTGGGGGATACCAGAAGTAGGTAGGGTAACCGCAAGGAGTCCGCTTACCACGGTA 
TGCTTCATGACTGGGG 


>gi|219846301|ref|NR_025891.1| Kingella oralis strain UB-38 16S ribosomal RNA, partial sequence 
AACATNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCA 
GCACGAAAGAGCTTGCTCTTTTGGTGGCGAGTGGCGAACGGGTGAGTNATGCATCGGAACGTACCGAGTA 
ATGGGGGATAACTATCCGAAAGGATNGCTAATACCGCATACGCTTTGAGAAGGAAAGTGGGGGCTCTTCG 
GACCTCACGTTATTCGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTNAAGGCCTACCAAGGCGACG 
ATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCNGACTCCTACGGGAGG 
CAGCAGTGGGGNATTTTGGACAATGGGCGCAAGCCTNATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTT 
CGGGTTGTAAAGGACTTTTGTTAGGGAAGAAAAGGATAGTGTTAATACCATTATCTGCTGACGGTACCTN 
AAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGNNATACGTAGGGTGCGAGCGTTAATCGGAAT 
TACTGGGCGTNAAGCGAGCGCAGACGGTTTATTAAGCAAGATGTGAAATCCCCGAGCTYAACTTGGGAAC 
TGCGTTTTGAACTGGTAAGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGT 
AGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATACTGACGTTCATGCTCGAAAGCG 
TGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTNAACGATGTCAATTAGCTGTTGGGCAAC 
ATGATTGCTTAGTAGCGTAGCTAACGCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 
CAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCT 
TACCTGGTCTTGACATGTACGGAATCTTCCAGAGACGGAAGAGTGCCTTCGGGAGCCGTAACACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCAT 
TAGTTGCCACCATTCAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAA 
GCCGCGAGGTGGAGCCAATCTCAGAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGA 
AGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGC 
CCGTCACACCATGGGAGTGGGGGATACCAGAAGTAGGTAGGC TAACCGCAAGGAGGCCGCTTACCACGGT 
ATGTTTCATGACTGGGG 


>gi|219846300|ref|NR_025890.1| Halomonas halodenitrificans strain DSM 735 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCCTGGCTCAGNCTTNAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAT 
GGAAGCTTGCTTCCAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTACCCGGTAGTGGGGG 
ATAACCTGGGGAAACTCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTG 
CGCTATCGGATGAGCCTATGCCGGATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACCGCGATCCGTA 
GCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTG 
TAAAGCACTTTCAGTGGGGAAGAAATCCTCGGGGCCAATACCTCCGAGGGAGGANATCACCCACAGAAGA 
AGCACNGGCTAACTCNGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGG 
CGTAAAGCGCGCGTAGGCGGCGTGATCAGCCAGTTGTGAAAGCCCCGGGCTCAACCTGGGAACAGCATCC 
GGAACTGTCACGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATA 
GGAAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGGTCCTTGTGAC 
CTTTGTGGCGAAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAC 
TCTTGACATCGTGCGAACTTGTGAGAGATCACTTGGTGCCTTCGGGAACGCACAGACAGGTGCTGCATGG 
CCGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTATTTGC 
CAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGG 
TCATCATGGCCCATACGAGTAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCAATATCGCG 
AGATGTAGCTAATCCCGAAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGG 
AATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACTTCGGAGGGCGATCACCACGGTGTGGTTCA 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|219846299|ref|NR_025889.1| Bartonella elizabethae strain F9251 16S ribosomal RNA, partial sequence 


TCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGCTCCTTTTGGAGCGAGC 
GGCAAACGGGTGAGTAACGCGTGGGAATCTACCCCTCTCTACGGAATAACACAGAGAAATTTGTGCTAAT 
ACCGTATACBTCCCTTTGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTG 
AGGTAACGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCA 
TGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGG 
AGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTT 
ACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACT 
GCCTTTGATACTGGATATCTTGAGTGTGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTA 
GATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTT 
TACTGCTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTA 
CCAGCCCTTGACATCCCGATCGCGGAGAGTGGAGACACTCTCCTTCAGTTAGGCTGGATCGGAGACAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCC 
CTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGC 
GAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCAT 
GAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACG 
GTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGAACCTGTGGCTGGATCACCT 


>gi|219846298|ref|NR_025888.1| Chlamydia trachomatis strain HAR-13 16S ribosomal RNA, complete sequence 
CTGAGAATTTGATCTTGGTTCAGATTGAACGCTGGCGGCGTGGATGAGGCATGCAAGTCGAACGGAGCAA 
TTGTTTCGACGATTGTTTAGTGGCGGAAGGGTTAGTAATGCATAGATAATTTGTCCTTAACTTGGGAATA 
ACGGTTGGAAACGGCCGCTAATACCGAATGTGGCGATATTTGGGCATCCGAGTAACGTTAAAGAAGGGGA 
TCTTAGGACCTTTCGGTTAAGGGAGAGTCTATGTGATATCAGCTAGTTGGTGGGGTAAAGGCCTACCAAG 
GCTATGACGTCTAGGCGGATTGAGAGATTGGCCGCCAACACTGGGACTGAGACACTGCCCAGACTCCTAC 
GGGAGGCTGCAGTCGAGAATCTTTCGCAATGGACGGAAGTCTGACGAAGCGACGCCGCGTGTGTGATGAA 
GGCTCTAGGGTTGTAAAGCACTTTCGCTTGGGAATAAGAGAAGACGGTTAATACCCGCTGGATTTGAGCG 
TACCAGGTAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCTAGCGTTAAT 
CGGATTTATTGGGCGTAAAGGGCGTGTAGGCGGAAAGGTAAGTTAGTTGTCAAAGATCGGGGCTCAACCC 
CGAGTCGGCATCTAATACTATTTTTCTAGAGGATAGATGGAGAAAAGGGAATTTCACGTGTAGCGGTGAA 
ATGCGTAGATATGTGGAAGAACACCAGTGGCGAAGGCGCTTTTCTAATTTATACCTGACGCTAAGGCGCG 
AAAGCAAGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCTTGCCGTAAACGATGCATACTTGATGTGG 
ATGGTCTCAACCCCATCCGTGTCGGAGCTAACGCGTTAAGTATGCCGCCTGAGGAGTACACTCGCAAGGG 
TGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGATGCAACGCGA 
AGGACCTTACCTGGGTTTGACATGTATATGACCGCGGCAGAAATGTCGTTTTCCGCAAGGACATATACAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATCGTTAGTTGCCAGCACTTAGGGTGGGAACTCTAACGAGACTGCCTGGGTTAACCAGGAGGAAGGCGA 
GGATGACGTCAAGTCAGCATGGCCCTTATGCCCAGGGCGACACACGTGCTACAATGGCCAGTACAGAAGG 
TGGCAAGATCGCGAGATGGAGCAAATCCTCAAAGCTGGCCCCAGTTCGGATTGTAGTCTGCAACTCGACT 
ACATGAAGTCGGAATTGCTAGTAATGGCGTGTCAGCCATAACGCCGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACATCATGGGAGTTGGTTTTACCTTAAGTCGTTGACTCAACCCGCAAGGAGAGAGGCG 
CCCAAGGTGAGGCTGATGACTAGGATGAAGTCGTAACAAGGTAGCCCTACCGGAAGGTGGGGCTGGATCA 
CCTCCTTT 


>gi|219846297|ref|NR_025887.1| Tetragenococcus muriaticus strain X-1 16S ribosomal RNA, partial sequence 
AGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTGCCCCTGTTCCCCTTCGGGGGAAGA 
GGTGGCAGAGTGGCGGACGGGTGAGTAACACGTGGGGAACCTACCCAGCAGCGGGGGATAACACTTGGAA 
ACAGGTGCTAATACCGCATAAGCCTTTTTTTCACCTGGAAGAAAGGGAAAAGGCGCTTTAAGCGTCACTG 
CTGGAGGGACCCGCGGTGCATTAGCCAGTTGGTGAGGTAACGGCTCACCAAAGCAACGATGCATAGCCGA 
CCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAG 
CTCTGTTGTCAGCCAAGAACAGGAAGAAGAGGGAATGCTTTTTCTATGACGGTAGCTGACCAGAAAGCCA 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA 
AGGGAGCGCAGGCGGTTCGTTAAGTCTGATGTGAAAGCCCTCGGCTCAACCGAGGAGGGGCATTGGAAAC 
TGGCGAACTTGAGTACAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAAATATATGGAG 
GAACACCGGTGGCGAAGGCGACTCTCTGGTCTGTGACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCA 
GTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTT 
GACATCCTTTGACCGCCCTAGAGATAGGGTTTCCCCTTCGGGGGCAAAGAGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATGGCTAGTTGCCAGC 
ATTCAGTTGGGCACTCTAGTCAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATC 
ATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGGAGTACAACGAGCGCGCGAAGCCGCAAGGC 
CCAGCGAATCTCTGAAAGCTTCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGAGAGTTCGTAACACCCGAAGTCGGTGAGGTAACCGCAAGGAGCCTACCGCCGAAGGTGGGACGAACG 
ATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846296|ref|NR_025886.1| Ahrensia kielensis strain B9 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTCTCTTCGGAGGCAGTGGCAGACGGGTG 


AGTAACGCGTGGGAATATACCTATCAGTACGGAACAACAGTTGGAAACGACTGCTAATACCGTATACGCC 
CTTCGGGGGAAAGATTTATTGCTGATAGATTAGCCCGCGTTAGATTAGCTAGTTGGTGGGGTAAAGGCCT 
ACCAAGGCGACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCANCANTGGGAATATTGGACAATGGGCGAAAGCTGATCCAGCCATGCCGCGTGTGTGA 
TGAAGGCCTTAGGGTTGTAAAGCACTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGATTGATCAGTTAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTAATACTGT 
CAGTCTAGAGATCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATTGAAGCTAGCCGTCGGGCAGTATACTGTTCGGTGGC 
GCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACAT 
ACCGATCGCGGTATCTGGAGACAGATACTTTCAGTTAGGCTGGATCGGATACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCA 
TTAAGTTGGGCACTCTAGAGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAGGTCCTCA 
TGCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACGGCAACGTCGAG 
CTAATCTCCAAAAACCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAG 
TAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTTGGTTCTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAGCGACTGG 
GGTGAAG 


>gi|219846295|ref|NR_025885.1| Roseibium denhamense strain OCh 254 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGCACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTCCTTCGGG 
ACAGTGGCAGACGGGTGAGTAACGCGTGGGAATATACCTTTCGGTACGGAATAGCTCCGGGAAACTGGAA 
TTAATACCGTATGTCCCTATCGGGGGAAAGATTTATCGCCGAAGGATTAGCCCGCGTTGGATTAGCTAGT 
TGGTGGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCCA 
GCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAGCGAGGAGGATAATGACGTTAC 
TCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGG 
AATCACTGGGCGTAAAGCGCACGTAGGCGGACTGATCAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGG 
AACTGCCTTTGATACTGTCAGTCTTGAGTCCGAGAGAGGTGAGTGGAACTCCGAAGTGTAGAGGTGAAAT 
TCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGNNGTCCACGCCGTAAACGATGGAAGCTAGTTGTCAGG 
CAGCATGCTGTTTGGTGACGCACGTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAAC 
CTTACCAGCCCTTGACATTTGGTGCTACATCCGGAGACGGATGGTCTCTCGGGGACGCCAGGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCTCGCCCT 
TAGTTGCCATCACCCAGTTGGGCACTCTAGGGGGCTGCCTGTGATAAGCCGAGAGGAAGGTGGGGATGAC 
GTCAAGTCCTCATGGCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCGAACT 
CGCGAGAGGGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGT 
TGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTTGGGTTTACCCGAAGGCAGTGCGCTAACCGCAAGGGGGCAGCTGACCAC 


>gi|219846294|ref|NR_025884.1| Herbidospora cretacea strain IFO 15474 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GGATACGACATCTTCCGGCATCGGATGGGTGTGGAAAGTTTTTTCGGTCAGGGATGGGCTCGCGGCCTAT 
CAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAG 
CNTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGT 
TGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGATGGCTTGTCGCGTCTGCCGTGAAAGCCCATGGC 
TTAACTATGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTA 
GGTGTGGGGGACTTCCACGTTCTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGC 
AACGCNAAGAACCTTACCAAGGTTTGACATCACCCGGAAACGGCCAGAGATGGTCGCCTCTTCGGACTGG 
GTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTTCCATGTTGCCAGCAGCGCCTTCGGGTGGCTGGGGACTCATGGGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGG 
CCGGTACAGAGGGTTGCGATACCGTGAGNTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGG 
TCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAC 
TTGTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAA 
GGTGC 


>gi|219846293|ref|NR_025883.1| Cryptosporangium arvum strain IFO 15965 16S ribosomal RNA, partial 
sequence 

GACGAACGCTGGCGGCGTGCTTAACGCGTGCAAGTCGAGCGGAAAGGCCTTCGGGGTACTCGAGCGGCGA 
ACGGGTGAGTAACACGTGGGCAATCTGCCCTCGCTCTGGGATAACTCCGGGAAACCGGGGCTAATACCGG 
ATACGACCACTTTAGGCATCTTCGGTGGTGGAAAGTTTTTCGGCGAGGGATGAGCCCGCGGCCTATCAGC 
TTGTTGGTGGGGTAATGGCCTACCAAGGCAGTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTG 


GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTG 
ACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAA 
GTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTACGGTGCAAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGACTGTGAAAACCCGGGGC 
TCAACTCCGGGCCTGCAGTCGATACGGGCTGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTAACTGACGCTG 
AGGAGCGAAAGCGTNGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGCGCTAG 
GTGTGGACCCTATCCACGGGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGNCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGGGGAGCATGCGGCTTAATTCGATGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATACACCGAAAACTCGTAGAGATACGGGGTCTTCGGGGCGGTG 
TACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACGCATGCTACAATGGCCGGTACAGA 
GGGCTGCGAAACCGTAAGGTCGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTC 
GACCCCGTGAAGTCGGAGTCGCTAGTAAGCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCCCAACTCTTCGGAGAGGG 
AGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 


>gi|219846292|ref|NR_025882.1| Paenibacillus amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial 
sequence 
GAGAGTTTGTCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGGACTTGAAG 
AGAAGCTTGCTTCTCTGATGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCTCAAGTTTG 
GGACAACTACCGGAAACGGTAGCTAATACCGAATAATTGTTTTCTTCGCCTGAAGNNAACTGGAAAGACG 
GAGCAATCTGTCACTTGGGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGC 
GACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGATGAAGG 
TTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGCTTGGGAGAGTAACTGCTCTCAAGGTGACGGTA 
CCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCG 
GAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCATTTAAGTCTGGTGTTTAATCCCGGGGCTCAACCCCG 
GATCGCACTGGAAACTGGGTGACTTGAGTGCAGAANAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATG 
CGTANATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGG 
GTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGA 
AACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGA 
ACCTTACCAGGTCTTGACATCCCTCTGATCGATGCAGAGATGTATCTTTCCTTCGGGACATACGAGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
TATTTAGTTGCCAGCACTTCGGGTGGGCACTCTAGATAGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGCT 
GCGAAATCGCGAGATGGAGCCAATCCCAACAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCT 
GCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACA 
CACCGCCCGTCACACCACGAGAGTTTATAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCC 
GAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAG 


>gi|219846291|ref|NR_025881.1| Pseudomonas oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 
AGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGAGAAGAG 
CTTGCTCTTCGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGT 
TTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATC 
AGATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTC 
TGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTTAAGAAGGTCTTCGGATTGTAAAGCA 
CTTTAAGTTGGGAGGAAGGGCAGTAAGCGAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCACCG 
GCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGCGCGTGGGTGGTTTGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTG 
GCAAGCTAGAGTACGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAAAGCGTAGATATAGGAAGGA 
ACACCAGTGGCGAAGGCGACCACCTGGACCGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAGTG 
GCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGAC 
ATGCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACG 
TTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCA 
TGGCCCTTACGGCCTGGGCTACATACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGG 
AGCTAATCTCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGC 
TAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 


>gi|219846289|ref|NR_025879.1| Ureaplasma felinum strain FT2-B 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGATTAACGCTGGCGGCATGCCTAATACATCCAAATCGAACGAAGCCTTTTA 
GGCTTAGTGGTGAACGGGTGAGTAACACGTATCCAATCTACCCTTAAGTTGGGGATAACTAGTCGAAAGA 
TTAGCTAATACCGAATAATAACATTTGATCGCATGATTAAATGTAGAAAGTCGCGTTTGCGACGCTTTTG 
GATGAGGGTGCGACGTATCAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAATGACGCGTAGCTGTACT 
GAGAGGTAGAACAGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATT 


TTTCACAATGGGCGAAAGCCTTATGAAGCAATGCCGCGTGAATGATGAAGGTCTTATAGATTGTAAAATT 
CTTTTATTTGGGAAGAAATGTTAAGATAGGAAATGATTTTAACTTGACTGTACCATTTGAATAAGTATCG 
GCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGATGCAAGCGTTATCCGGATTTACTGGGCGTAAAA 
CGAGCGCAGGCGGGTTTGTAAGTTTGGTATGAAATCTAGATGCTCAACGTCTAGCTGTATCAAAAACTGT 
AAACCTAGAATGTAGTAGGGAGTTGGGGAACTCCATGTGGAGCGGTAAAATGCGTAGATATATGGAAGAA 
CACCGGTGGCGAAGGCGCCAACTTAGACTATCCACTGACGCTTAGGCTCGAAAAGTGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACACCGTAAACGATGATCATTAAATGTCGGCCCGGATGGGTCGGTGTT 
GTAGCTAACGCATTAAATGATCTGCCTGGGTAGTACATTCCCAAGAATGAAACTCAAACGGAATTGACGG 
GGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTTGACAATACACGTAGAACCTTACCTAGGTTTGACA 
TCTATTGCAATGTTATAGAAATATAACGGAGGTTAACAATATGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCGTTAGTTAATTTTTTACCGAT 
ACTGCTTCTCAAAGTAGAGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATATCTAGGGCTGCAAA 
CGTGCTACAATGGTTAATACAAAGTGTCGCGACTTCGTAAGAAGAAGCCAATCACATAAAGTTAGTCTCA 
GTTCGGATTGAGGGCTGCAATTCGCCCTTATGAAGTTGGAATCACTAGTAATCGCGAATCAGACATGTCG 
CGGGGATTACGTCCTCGGGTCTTGTACACACCGCCCGCCAAACTATGGGAGCTGGTAATATCTAAAACCG 
TATTTTTAACCGTAAGGAGGAGTACGTCTAGGGTAGGATCGGGGATTGGAGTAAAGTCGTAACAAGGTAT 
ccc 


>gi|219846288|ref|NR_025878.1| Ureaplasma diversum strain A417 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGATTAACGCTGGCGGCATGCCTAATACATGCAAATCGAACGAAGCCTTTTT 
GGCTTAGTGGTGAACGGGTGAGTAACACGTATCCAATCTACCCTTAAGTTTGGGATAACTAGTCGAAAGA 
TTAGCTAATACCGGATAATAACATTTACTTGCATGAGTGAATGTAGAAAGTTGCGTTTGCAACGCTTTTG 
GATGAGGGTGCGACGTATCAGATAGTTGGTGAGGTAACGGCTCACCAAGTCATTGACGCGTAGCTGTACT 
GAGAGGTAGAACAGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATT 
TTTCACAATGGGCGAAAGCCTTATGAAGCAATGCCGCGTGAACGATGAAGGTCTATAAGATTGTAAAGTT 
CTTTTATTTGGGAAGAACCACTAAAATAGGAAATGATTTTAGTTTGACTGTACCATTTGAATAAGTATCG 
GCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGATGCAAGCGTTATCCGGATTTACTGGGCGTAAAA 
CGAGCGCAGGCGGATTTGTAAGTTTGGTATGAAATCTAGATGCTTAACGTCTAGCTGTATCAAAAACTAC 
GAATCTAGAGTGTAGCAGAGAGTTGGGGAACTCCATGTGGAGCGGTAAAATGCGTAGATATATGGAAGAA 
CACCGGTGGCGAAGGCGCCAACTTGGACTATTCCCTGACGCTTAGGCTCGAAAGTGTGGGGAGCAAATAG 
GATTAGATACCCTAGTAGTCCACACCGTAAACGATCATCATTAAATGTCGGCTCGCTTATGAGTCGGTGT 
TGTAGCTAACGCATTAAATGATGTGCCTGGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGACG 
GGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTTGACAATACACGTAGAACCTTACCTAGGTTTGAC 
ATCTATTGCAATGCTATAGAAATATAGCGGAGGTTAACAATATGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCGCTAGTTAATTTATCTATCG 
ATACTGCTACCGCAAGGTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATATCTAGGGCTG 
CAAACGTGCTACAATGGTTAATACAAACAGTTGCAATACCGTAAGGTGGAGCGAATCTGATAAAGTTAGT 
CTCAGTTCGGATAGAGGGCTGCAATTCGCCCTCTTGAAGTTGGAATCACTAGTAATCGCGAATCAGACAT 
GTCGCGGGGATTACGTCCTCGGGTCTGGTACACACCGCCCGCCAAACTATGGGAGCCGGTAATATCTGAA 
ACCGTACTGTTAACCTTTGGGGGGGAATACGTCTAGGGTAGGATTGGGGACTGGAGTAAAGTCGTAACAA 
GGTATCCC 


>gi|219846287|ref|NR_025877.1| Ureaplasma canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 
GAGTTTGATCCTGGCTCAGGATTAACGCTGGCGGCATGCCTAATACATGCAAATCGAACGAAGCCTTTTA 
GGCTTAGTGGTGAACGGGTGAGTAACACGTATCCAATCTACCCTTAAGTTGGGGATAACTAGTCGAAAGA 
TTAGCTAATACCGAATAATAACATAACTATCGCATGATAGATATGTAGAAAGTCGCGTTTGCGACGCTTT 
TGGATGAGGGTGCGACGTATCAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAATGACGCGTAGCTGTA 
CTGAGAGGTAGAACAGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAA 
TTTTTCACAATGGGCGAAAGCCTTATGAAGCAATGCCGCGTGAACGATGAAGGTCTAAGAGATTGTAAAG 
TTCTTTTATTTGGGAAGAAACGTTTAAATAGGAAATGATTTAAATTTGACTGTACCATTTGAATAAGTAT 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGATGCAAGCGTTATCCGGATTTACTGGGCGTAA 
AACGAGCGCAGGCGGGTCTGCAAGTTTGGTATGAAATCTAGATGCTCAACGTCTAGCTGTATCAAAAACT 
GCAAACCTAGAGTGTAGTAGGGAATTGGGGAACTCCATGTGGAGCGGTAAAATGCGTAGATATATGGAAG 
AACACCGGTGGCGAAGGCGCCCACTTGGACTATACACTGACGCTTAGGCTCGAAAAGTGTGGGGAGCAAA 
TAGGATTAGATACCCTAGTAGTCCACACCGTAAACGATCATCATTAAATGTCGACCCGGATGGGTCGGTG 
TTGTAGCTAACGCATTAAATGATGTGCCTGGGTAGTACATTCGCTAGAATGAAACTCAAACGGAATTGAC 
GGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTTGCCGATACACGTAGAACCGTACCTAGGTTTGA 
CATCTACTGCAAAGCTATAGAAATATAGTGGAGGTTAACAATATGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCGTTAGTTAATTTTCTAATC 
GATACTGCTACCGCAAGGTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATATCTAGGGCT 
GCAAACGTGCTACAATGGTTATTACAAACTGTTGCCAAACCGTAAGGTGAAGCGAATCAGATAAAGATAG 
TCTCAGTTCGGATTGAGGGCTGCAATTCGCCCTCATGAAGTTGGAATCACTAGTAATCGCGAATCAGAAA 
TGTCGCGGGGATTACGTCCTCGGGTCTGGTACACACCGCCCGCCAAACTATGGGAGCTAGTAATATCTAA 
AACCGTGCTGTAAACCGTTCGGGGAGGAATACGTCTAGGGTAGGATTGGGGATTGGAGTAAAGTCGTAAC 
AAGGTATCCC 


>gi|219846286|ref|NR_025876.1| Agromonas oligotrophica strain S58 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGCGTAGCAATACGTCAGCGGCAGACGGG 
TGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACACAGGGAAACTTGTGCTAATACCGGATAAG 
CCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGGGGTAATGGC 
CCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAA 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGA 
GTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCC 


CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTA 
AAGGGTGCGTAGGCGGGTCTTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATA 
CTGAAGATCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCA 
AGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGTGGGTTTACTCACCAG 
TGGCGCACTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTGA 
CATGTTTGGGACCGGTCGCAGAGATGTGACCTTCTCTTCGGAGCCCGAAAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACC 
ATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAAGGGGCAACCC 
TTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATCG 
CTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTT 


>gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii strain Gl 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAGAAAGCGTGCTTTCTTGCCG 
GCGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCNCGATGGCGGGGGATAACCACTGGAAACGGTG 
GCTAATACCGCATAATCTCTGTGGAGCAAAGTGGGGGACCTTCGGGCCTCATGCCATCGGATGAACCCAG 
ATGGGATTAGCTAGTAGGTGGGGTAAAGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAC 
CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCTTCGGGTTGTAAAGTACTTTCAGCGGGGA 
GGAAGGCGNNANCCTGAATAAGGTTGGCGTTTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGG 
TCAATTAAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAACGGCATCTAAGACTGGTTGGCTAGAGTC 
TCGTAGAGGGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGA 
AGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGGCCTAGAGCTGTGGCTTCCGGAGCTAACGC 
GTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACGGAATTT 
TGCAGAGATGCGAAAGTGCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACT 
CAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGT 
AGGGCTACACACGTGCTACAATGGCAGATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAA 
AGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGAT 
CAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCA 
AAAGAAGTAGGTAGCTTAACTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTA 
ACAAGG 


>gi|219846284|ref|NR_025874.1| Borrelia tanukii strain Hk501 16S ribosomal RNA, partial sequence 
GCTGGCAGTGCGTCTTAAGCATGCAAGTCAAACGGGATGTAGCAATACATCTAGTGGCGAACGGGTGAGT 
AACGCGTGGATGATCTACCTACGAGATGGGGATAACTACTAGAAATAGTAGCTAATACCGAATAAAGTCA 
ATTAATTTGTTGATTGATGAAAGGAAGCCTTTAAAGCTTCGCTTGTAGATGAGTCTGCGTCTTATTAGCT 
AGTTGGTGGGGTAAATGCCTACCAAGGCGATGATAAGTAACCGGCCTGAGAGGGTGAACGGTCACACTGG 
AACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGGCGAAAGCCTGA 
CGGAGCGACACTGCGTGAATGAAGAAGGTCGAAAGATTGTAAAATTCTTTTATAAATGAGGAATAAGCTT 
TGTAGGAAATGACAAAGTGATGACGTTAATTTATGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCG 
GTAATACGTAAGGGGCGAGCGTTGTTCGGGATTATTGGGCGTAAAGGGTGAGTAGGCGGATATATAAGTC 
TATGCATAAAATACCACAGCTCAACTGTGGAGCTATGTTGGAAACTATATGTCTAGAGTCTGATAGAGGA 
AGTTAGAATTCCTGGTGTAAGGGTGGAATCTGTTGATATCAGGAAGAATACCGGAGGCGAAGGCGAACTT 
CTGGGTCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTAC 
GCTGTAAACGATGCACACTTGGTGTTAACTAAAAGTTAGTACCGAAGCTAACGTGTTAAGTGTGCCGCCT 
GGGGAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATATATAGGATATAGTTAGAGATAATTAT 
TCCCCGTTTGGGGTCTATATACAGGTGCTGCATGGTTGTCGTCAGCTCGTGCTGTGAGGTGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTTATCTGTTACCAGCATGTAATGGTGGGGACTCAGATAAGACTGCC 
GGTGATAAGTCGGAGGAAGGTGAGGATGACGTCAAATCATCATGGCCCTTATGTCCTGGGCTACACACGT 
GCTACAATGGCCTGTACAAAGCGAAGCGAAACAGTGATGTGAAGCAAAACGCATAAAGCAGGTCTCAGTC 
CGGATTGAAGTCTGAAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGTATATCAGAATGATACGGT 
GAATACGTTCTCGGGCCTTGTACACACCGCCCGTCAC 


>gi|219846283|ref|NR_025873.1| Borrelia turdi strain Ya501 16S ribosomal RNA, partial sequence 
GCTGGCAGTGCGTCTTAAGCATGCAAGTCAAACGGGATGTAGTAATACATTCAGTGGCGAACGGGTGAGT 
AACGCGTGGATGATCTACCTATGAGATGGGGATAACTATTAGAAATAGTAGCTAATACCGAATAAGGTCA 
ATTAATTTGTTAATTGATGAAAGGAAGCCTTAAAGCTTCGCTTGTAGATGAGTCTGCGTCTTATTAGTTA 
GTTGGTGGGGTAAATGCCTACCAAGGCGATGATAAGTAACCGGCCTGAGAGGGTGAACGGTCACACTGGA 
ACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGGCGAAAGCCTGAC 
GGAGCGACACTGCGTGAATGAAGAAGGTCGAAAGATTGTAAAATTCTTTTATAAATGAGGAATAAGCTTT 
GTAGGAAATGACAAGGTGATGACGTTAATTTATGTATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGG 
TAATACGTAAGGGGCGAGCGTTGTTCGGGATTATTGGGCGTAAAGGGTGAGTAGGCGGATGTATAAGTCT 
ATGCATAAAATACCACGGCTCAACTGTGGAGCTATGTTGGAAACTATATGTCTAGAGTCTGATAGAGGAA 
GTTAGAATTCCTGGTGTAAGGGTGGAATCTGTTGATATCAGGAAGAATACCGGAGGCGAAGGCGAACTTC 
TGGGTCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACG 
CTGTAAACGATGCACACTTGGTGTTAACTAAAAGTTAGTACCGAAGCTAACGTGTTAAGTGTGCCGCCTG 


GGGAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATATATAGGATATAGTTAGAGATAATTATT 
CCCCGTTTGGGGCCTATATACAGGTGCTGCATGGTTGTCGTCAGCTCGTGCTGTGAGGTGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTTATCTGTTACCAGCATGTAATGGTGGGGACTCAGATAAGACTGCCG 
GTGATAAGTCGGAGGAAGGTGAGGATGACGTCAAATCATCATGGCCCTTATGTCCTGGGCTACACACGTG 
CTACAATGGCCTGTACAAAGCGAAGCGAAACAGTGATGTGAAGCAAAACGCATAAAGCAGGTCTCAGTCC 
GGATTGAAGTCTGAAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGTATATCAGAATGATACGGTG 
AATACGTTCTCGGGCCTTGTACACACCGCCCGTCAC 


>gi|219846282|ref|NR_025872.1| Spirilliplanes yamanashiensis strain YU 127-1 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCATGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACC 
GAATATTCACTACAGGTCGCATGGTTTGTGGTGGAAAGTTTTTCGGCGTGGGATGGGCTCGCGCCCTATC 
AGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGC 
TGATGCAGCGACGCCGCGTGAGCGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGC 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCG 
AGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCG 
GCTCAACTGCGGGCTTGCAGCCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGCGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGC 
TAGGTGTGGGAACCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGGAATTCACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGAT 
GCAACGCGAAGAACCTTACCTGGGTTTGACATCACCGGAAATCTCACAGAGATGTGGGGTCTTCGGGGTC 
GGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTA 
CAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCA 
ACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCCTTGTGG 
GAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGTCGTACCGGAAGGTGC 


>gi|219846281|ref|NR_025871.1| Streptomyces tendae strain ATCC 19812 16S ribosomal RNA, complete sequence 
CATTCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
ATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGG 
GACAAGCCCTGGAAACGGGGTCTAATACCGGATACTGACCCTCGCAGGCATCTGCGAGGTTCGAAAGCTC 
CGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGG 
GTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGG 
CGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGA 
GTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGG 
CGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCT 
AACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCG 
GAAAGCATCAGAGATGGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGT 
GCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCC 
CCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCG 
AATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGT 
AATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAA 
AGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGAT 
TGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219846280|ref|NR_025870.1| Streptomyces sampsonii strain ATCC 25495 16S ribosomal RNA, complete 
sequence 
CATTCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
ATGAACCGCTTTCGGGCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCT 
GGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACTGTCCATCGCATGGTGGATGGTGTAAAGCT 
CCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACG 
GGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGG 
GTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAG 
GCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAG 
AGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGC 
TAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACC 


GGAAACGTCTGGAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGG 
TGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGC 
CCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGC 
GAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAG 
TAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGA 
AAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGA 
TTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219846279|ref|NR_025869.1| Streptomyces eurythermus strain ATCC 14975 16S ribosomal RNA, complete 
sequence 
CATTCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
ATGAACCTCCTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCT 
GGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGAGCCTCCAAGGCATCTTGGAGGTTGGAAAGCT 
CCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACG 
GGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGG 
GTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAG 
GCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAG 
AGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGC 
TAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACC 
GGAAAGCATTAGAGATAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGG 
TGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGC 
CCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGC 
GAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAG 
TAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGA 
AAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGA 
TTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219846278|ref|NR_025868.1| Streptomyces neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete 
sequence 
CATTCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
ATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGG 
GACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACGCGCTCGGGCATCCGATGTGCGTGGAAAGCTC 
CGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGG 
GTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGG 
CGGTCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGACTAGA 
GTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGG 
CGAAGGCGGATCTCTGGGCCATTACTGACGC TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCT 
AACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACGCCG 
GAAACACCCAGAGATGGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGG 
TGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGC 
CCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAGCTGCGAAGCCGTGAGGCGGAGC 
GAATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAG 
TAATCGCAGATCAGCAGTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGA 
AAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGA 
TTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219846277|ref|NR_025867.1| Streptomyces diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
complete sequence 
CATTCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
ATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGG 
GACAAGCCCTGGAAACGGGGTCTAATACCGGATACAACCACTAGGGGCATCTCTTGGTGGTGGAAAGCTC 
CGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGG 
GTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGG 
CGGTCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGACTAGA 
GTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGG 
CGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCT 


AACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCG 
GAAACGGCCAGAGATGGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGG 
TGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGC 
CCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAGCTGCGAAGCCGTGAGGCGGAGC 
GAATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAG 
TAATCGCAGATCAGCAGTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGA 
AAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGA 
TTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219846276|ref|NR_025866.1| Streptomyces acidiscabies strain RL-110 16S ribosomal RNA, complete 
sequence 
CATTCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
ATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGG 
GACAAGCCCTGGAAACGGGGTCTAATACCGGATATCACTCCTGCCTGCATGGGCGGGGGTCGAAAGCTCC 
GGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGG 
TAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGT 
TGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGC 
GGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAG 
TTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGC 
GAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTA 
ACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGG 
AAACGGCCAGAGATGGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGTGCCCTTCGGGGT 
GACGGGGACTCACAGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCC 
CCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAAAGAGCTGCGAAACCGTGAGGTGGAGCG 
AATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGT 
AATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAA 
AGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGAT 
TGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219846275|ref|NR_025865.1| Streptomyces scabiei strain RL-34 16S ribosomal RNA, complete sequence 
CATTCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
ATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGG 
GACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACACTCTCGGGCATCCGATGAGTGTGGAAAGCTC 
CGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGG 
GTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGG 
CGGTCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGACTAGA 
GTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGG 
CGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCT 
AACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCG 
GAAACGGCCAGAGATGGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGG 
TGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGC 
CCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAGCTGCGAAGCCGTGAGGCGGAGC 
GAATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAG 
TAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGA 
AAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCGTAAGGGAGGGAGCTGTCGAAGGTGGGACTGGCGAT 
TGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219846274|ref|NR_025864.1| Planomicrobium okeanokoites strain IFO 12536 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAACCTTTGGAGCTTGCTCAATANGGTTT 
AGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGC 
TAATACCGAATAGTTTTTTGCCCCTCCTGGGNGAAACGGAAAGACGGTTTCGGCTGTCACTGCAGGATGG 
GCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGATGCGTANCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTTTTCGGATCGTAAAACTCTGTTG 
TGAGGGAAGAACAAGTACCAAGTAACTACTGGTACCTTGACGGTACCTCACCAGAAAGCCACGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGC 
AGGCGGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACT 
TGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAG 
TGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGA 


TACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAN 
NTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCG 
CTGACCGCCTTAGAGATAAGGCTTTCTCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGT 
TGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCAGCCAACCCGCGAGGGGGAGCCAA 
TCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAA 
TCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGT 
TTGTAACACCCGAAGTCGGTGAGGTAACCCTTGTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGG 
TG 


>gi|219846272|ref|NR_025862.1| Granulicatella adiacens strain GIFU 12706 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGANAGCGACC 
GGTGCTTGCACTGGTCAATCTAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCANAGGGGG 
ATAACATCCGGAAACGGATGCTAAAACCGCATAGGTCTTCGAACCGCATGGTTTGAAGAGGAAAAGAGGC 
GCAAGCTTCTGCTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTACGGCTCACCAAGGCCGT 
GATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTNACGGAGCAACGCCGCGTGAGTGAAGAAGGTTT 
TCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGTGCTAGAGTAACTGTTAGCGCCTTGACGGTATCT 
AACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAT 
TTATTGGGCGTAAAGCGAGCGCAGGCGNTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAG 
GGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCG 
TAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGC 
GTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGG 
TTTCCGCCCTTCAGTGCTGCAGTTAANGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAAGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATT 
ACTAGTTGCCAGCATTCGGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATG 
ACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCG 
AACTNGCGAGGGTAAGCGAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACAT 
GAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACC 
GCCCGT 


>gi|219846271|ref|NR_025861.1| Borrelia miyamotoi strain HT31 16S ribosomal RNA, partial sequence 
GCTGGCAGTGCGTCTTAAGCATGCAAGTCAGACGGAATGTAGTAATACATTCAGTGGCGAACGGGTGAGT 
AACGCGTGGATAATCTACCTACGAGATGGGGATAACTATTAGAAATAGTAGCTAATACCGAATAAAGTCA 
ATTAAGATGTTAGTTGATGAAAGGAAGCCTTTAAAGCTTCGCTTGTAGATGAGTCTGCGTCTTATTAGCT 
AGTTGGTGGGATAAGAGCCTACCAAGGCTATGATAAGTAACCGGCCTGAGAGGGTGATCGGTCACACTGG 
AACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGGCGAAAGCCTGA 
CGGAGCGACACTGCGTGAACGAAGAAGGTCGAAAGATTGTAAAGTTCTTTTATAAGTGAGGAGTAAGCTT 
TGTAGGAAATGACAAAGCGATGACGTTAATTTATGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCG 
GTAATACGTAAGGGGCGAGCGTTGTTCGGGATCATTGGGCGTAAAGGGTGAGTAGGCGGATATGCAAGTC 
TATGTGTAAAATACCACAGCTCAACTGTGGAACTATGCTGGAAACTGCATGACTAGAGTCTGATAGGGGA 
AGTTAGAATTCCTGGTGTAAGGGTGGAATCTGTTGATATCAGGAAGAATACCAGAGGCGAAGGCGAACTT 
CTAGGTCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTAC 
GCTGTAAACGATGCACACTTGGTGTTAATCGAAAGGTTAGTACCGAAGCTAACGTGTTAAGTGTGCCGCC 
TGGGGAGTATGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATATACAGGATATAGTTAGAGATAACTA 
TTCCCCGTTTGGGGTCTGTATACAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTTGTCTGTTACCAGCATGTAAAGATGGGGACTCAGACGAGACTGC 
CGGTGATAAGCCGGAGGAAGGTGAGGATGACGTCAAATCATCATGGCCCTTATGTCCTGGGCTACACACG 
TGCTACAATGGCCTGTACAAAGCGATGCGAAACAGTGATGTGAAGCAAAACGCAGAAAGCAGGTCTCAGT 
CCAGATTGAAGTCTGAAACTCGGCTTCATGAAGTTGGAATCGCTAGTAATCGTATATCAGAATGATACGG 
TGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCAC 


>gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi strain Karp 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAATTAATGCTGAGCTTGCTTAGCATTAAT 
TAGTGGCAAACGGGTGAGTAACACGTGGGAATCTGCCCATCAGTACGGAATAACATTTAGAAATAAGTGC 
TAATACCGTATGCCCTCTACAAGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGGCAGATTAGGTAG 
TTGGTAAGGTAATGGCTTACCAAGCCTGTGATCTGTAGCTGGTCTGAGAGGACGAACAGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGGGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATC 
CAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGTAGGGATGATAATGACAGT 
ACCTACAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTC 
GGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTTAATAAGTTAGGAGTGAAATCCCGGGGCTTAACCCT 
GGAACTGCTTCTAAAACTGTTAGGCTAGAGTATGGTAGAGGATGATGGAATTTCTAGTGTAGAGGTAAAA 
TTCTTAGATATTAGAAGGAACACCAGTGGCGAAAGCTGTCATCTGGGCCATTACTGACGCTGAGGCGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGATATTGG 
GGGATTTTTCTTTCAGTTTCGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGATCCGCGAAAA 
ACCTTACCAACTCTTGACATGGTAGTCGCGAAAAATGGAGACATTTTTCTTCAGTTTGGCTGGACTACAC 


ACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAGGAAAACTGCCGGTGCTAAGCCGGAGGAAGG 
TGGGGATGAGGTCAAGTCATCATGGCCCTTATGAGTTGGGCTACACGCGTGCTACAATGGTACCTACAGA 
GTGATGCGATACGGTGACGTGGAGCTAATCATTAAAAGGTATCTCAGTTCGGATTGCACTCTGCAACTCG 
AGTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGT 
ACACACTGCCCGTCGCACCATGGGAGTCAGTGGTACCTGAAGTTGGTGAGCTAACGTAAGAGGCAGCTAA 
CCACGGTAGAACTGGTGACTGGGGTAAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846268|ref|NR_025858.1| Paracoccus thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGCCCTTCGGGGTGAACGGCGGACGGGTG 
AGTAACGCGTGGGAACGTGCCCTTTGCTACGGAATAGTCCTGGGAAACTGGGGGTAATACCGTATACGCC 
CTATTGGGGAAAGATTTATCGGCGAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCTC 
ACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGT 
GATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGACCTGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTCAAAACT 
ACGGGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACDAGTGGCGAAGGCGGCTNACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTG 
ACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCNCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGAC 
ATCGCAGGACCGCCCGAGAGATCGGGTTTTCTCGTAAGAGACCTGTGGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCCTAGTTGCCAGCATT 
CAGTTGGGCACTCTATGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATG 
GCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTC 
AGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCATGCCG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTCTACCCGACGGCC 
GTGCGCCAACCCGCAAGGGGGCAGCGGACCACGGTAGGCTCAGCGACTGGGGTG 


>gi|219846267|ref|NR_025857.1| Paracoccus aminovorans strain DM-82 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGATCTTCGGATCTAGCGGCGGACGGGTG 
AGTAACGCGTGGGAACGTGCCCTTCTCTACGGAATAGCCTCGGGAAACTGGGAGTAATACCGTATACGCC 
CCTTGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCT 
ACCAAGCCTACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGACCAGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTCAAAACT 
ATTGGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTG 
ACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGAC 
ATCGCAGGACAGCCGGAGAGATTCGGTCTTCTCGTAAGAGACCTGTGGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACTTCCAGTTGCCATCATT 
TGGTTGGGCACTCTGGAAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATG 
GCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTC 
AGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCATGCCG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGGCC 
GTGCGCTAACCAGCAATGGGGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTG 


>gi|219846266|ref|NR_025856.1| Methylobacterium extorquens strain TK 0001 16S ribosomal RNA, complete 
sequence 
AGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGCACCTTCGGGTGTCAGCGGCAGACGGG 
TGAGTAACACGTGGGAACGTGCCCTTCGGTTCGGAATAACTCAGGGAAACTTGAGCTAATACCGGATACG 
CCCTTTTGGGGAAAGGTTTACTGCCGAAGGATCGGCCCGCGTCTGATTAGCTTGTTGGTGGGGTAACGGC 
CTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCGTGATCCAGCCATGCCGCGTGA 
GTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGACGATAATGACGGTACCGGAAGAATAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTA 
AAGGGCGCGTAGGCGGCCGATTAAGTCGGGGGTGAAAGCCTGTGGCTCAACCACAGAATTGCCTTCGATA 
CTGGTTGGCTTGAGACCGGAAGAGGACAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCA 
AGAACACCAGTGGCGAAGGCGGCTGTCTGGTCCGGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGTCTGCTTGCAGGTCAG 
TGGCGCCGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCATCCCTTG 
ACATGGCATGTTACCTCGAGAGATCGGGGATCCTCTTCGGAGGCGTGCACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCCTTAGTTGCCATCA 
TTCAGTTGGGCACTCTAGGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGTGGATGCAGTCAAGTCCTC 
ATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGAAACCGCGAGGTT 
GAGCAAATCCCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGCGGAATCGC 
TAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 


GGGAGTTGGTCTTACCCGACGGCGCTGCGCCAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGAC 
TGGGGTG 


>gi|219846265|ref|NR_025855.1| Rhodobium marinum strain BN 126 16S ribosomal RNA, partial sequence 


AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCACTCTTCGGAGTGAGTGGCAGACGGGTG 
AGTAACGCGTGGGAATCTACCCAGTGGTACGGGATAACCCGAGGAAACTCGAGCTAATACCGTATACGCC 
CTTCGGGGGAAAGATTTATTGCCATTGGATGAGCCCGCGTCGGATTAGCTTGTTGGTGGGGTAACGGCCT 
ACCAAGGCAACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGT 
GAAGAAGGCCCTAGGGTTGTAAAGCTCTTTCAGCGGGGAAGATAATGACGGTACCCGCAGAAGAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCGCGTAGGCGGATTGTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTCTGATACT 
GGCAATCTCGAGTCCGGAAGAGGTTGGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACCAGAGGCGAAGGCGGCCAACTGGTCCGAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGTGGGTATACTCATCAGTG 
GCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGAC 
ATCCCGATCGCGGTTACCGGAGACGGTATCCTTCAGCTAGGCTGGATCGGTGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAG 
CATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAAATCCCCAAAAACC 
GTCTCAGTTCGGATTGTCCTCTGCAACTCGGGGGCATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCA 
TGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGA 
AGACGGTGCGCTAACCCGCAAGGGAGGCAGCCGGCCACGGTAGGGTCAGCGACTGGGGTG 


>gi|219846264|ref|NR_025854.1| Acidiphilium rubrum strain OP 16S ribosomal RNA, partial sequence 


AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGTAGCAATATTGTCAGTGGCGGACG 
GGTGAGTAACGCGTAGGAATCTATCCTTGGATGGGGGACAACCGTGGGAAACTACGGCTAATACCGCATA 
ATGCCTGAGGGCCAAAGACGTAAGTCGTCTGGGGAGGAGCCTGCGTCTGATTAGGTAGTTGGTGGGGTAA 
AGGCCTACCAAGCCTGCGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGC 
CCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGC 
GTGGGTGAAGAAGGTTTTCGGATTGTAAAGCCCTTTTGGCGGGGACGATGATGACGGTACCCGCAGAATA 
AGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGG 
CGTAAAGGGCGCGTAGGCGGCTTACATAGTTAGGCGTGAAATTCCTGGGCTCAACCTGGGGACTGCGTCT 
AATACATGTAGGCTTGAGTGTGAAAGAGGGTCGTGGAATTTCCAGTGTAGAGGTGAAATTCGTAGATATT 
GGAAAGAACACCGGTGGCGAAGGCGGCGACCTGGTTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGGTGCTTAGCAC 
TTCAGTGTCGTAGCTAACGCGGTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGG 
ATTTGACATGGAAGAGACGTGCCCAGAGATGGGTATTCCCGCAAGGGCTCTTTGCACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGC 
CAGCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAA 
GTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAAGCAGC 
GATGCTGAGCTGATCCTGAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGTGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGATTTGGTTTGACCTTAAGTTGATGCGCTAACCGCAAGGAGGCAGTCAACCACGGTCGGGTC 
AGAGACTGGGGTG 


>gi|219846263|ref|NR_025853.1| Acidiphilium organovorum strain TFC 16S 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGGGCAACCTGTCAGTGGCGGACGGG 
TGAGTAACGCGTAGGAATCTATCCTTGGGTGGGGGACAACCGTGGGAAACTACGGCTAATACCGCATGAT 
CCCTGAGGGGCAAAGGCGAAAGTCGCCTAAGGAGGAGCCTGCGTCTGATTAGGTAGTTGGTGGGGTAAAG 
GCCTACCAAGCCTGCGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGT 
GGATGAAGAAGGTCTTCGGATTGTAAAGTCCTTTTGGCGGGGACGATGATGACGGTACCCGCAGAATAAG 
CTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCG 
TAAAGGGCGCGTAGGCGGACGGCACAGTCAGGCGTGAAATTCCTGGGCTCAACCTGGGGACTGCGTCTGA 
GACGTGTTGTCTTGAGTATGGAAGAGGGTTGTGGAATTTCCAGTGTAGAGGTGAAATTCGTAGATATTGG 
AAAGAACACCGGTGGCGAAGGCGGCAACCTGGTCCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGGTGCTTAGCACTT 
CAGTGTCGTAGCTAACGCGGTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGAT 
TTGACATGGGGAGTACCGGTCCAGAGATGGACTTTCCCGCAAGGGGCTCCCGCACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGGCTTCAGTTGCCA 
GCATGTTTGGGTGGGCACTCTGAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGTGGTGA 
CACCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAA 
TCGCTAGTAATCGCGGAGCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGATTTGGTTTGACCTTAAGTTGGTGCGCTAACCCGCAAGGGAGGCAGCCAACCACGGTCGGGTC 
AGAGACTGGGGTG 


ribosomal RNA, partial sequence 


>gi|219846262|ref|NR_025852.1| Acidocella facilis strain PW2 16S ribosomal RNA, partial sequence 


AACGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCGCGGTCAGCAATGGCAGCGGCGGACGGGTGAG 


TAACACGTAGGAATCTATCCCAGGGTGGGGGACAACAGCGGGAAACTGCTGCTAATACCGCATGATACCT 
GAGGGTCAAAGGCGCGAGTCGCCTTGGGAGGAGCCTGCGTCTGATTAGCTTGTTGGTGGGGTAAAGGCCT 
ACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGT 
GAAGAAGGTCTTCGGATTGTAAAGCACTTTTGGCAGGGACGATGATGACGGTACCTGCAGAATAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAA 
GGGCGCGTAGGCGGCATGTACAGTCAGAAGTGAAATTCCTGGGCTCAACCTGGGGACTGCTTCTGATACG 
TGCAAGCTAGAGTGAGGAAGAGGGTTGTGGAATTTCCAGTGTAGAGGTGAAATTCGTAGATATTGGAAAG 
AACACCGGTGGCGAAGGCGGCAACCTGGTCCTTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGGAACTTAGTTTCTCAGT 
GTCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGATTTGA 
CATGGGGAGGACCGGTACAGAGATGTACTTTTCCCGCAAGGGACCTTCCGCACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCATC 
ATTTAGTTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGAAGCTAGGTAGTGATACC 
GTGCTGATCTCTAAAAGCCATCTCAGTTCAGATTGTACTCTGCAACTCGAGTACATGAAGGTGGAATCGC 
TAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGATTTGGTTTGACCTTAAGTAGGTGCGCTAACCGCAAGGAGGTAGCCTACCACGGTCGGGTCAGAGAC 
TGGGGTG 


>gi|219846261|ref|NR_025851.1| Acidiphilium cryptum strain Lhet2 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGGGCAACCTGTCAGTGGCGGACGGG 
TGAGTAACGCGTAGGAATCTATCCTTGGGTGGGGGACAACCGTGGGAAACTACGGCTAATACCGCATGAT 
CCCTGAGGGGCAAAGGCGAAAGTCGCCTGAGGAGGAGCCTGCGTCTGATTAGGTAGTTGGTGGGGTAAAG 
GCCTACCAAGCCTGCGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGT 
GGATGAAGAAGGTCTTCGGATTGTAAAGTCCTTTTGGCGGGGACGATGATGACGGTACCCGCAGAATAAG 
CTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCG 
TAAAGGGCGCGTAGGCGGACGGCACAGTCAGGCGTGAAATTCCTGGGCTCAACCTGGGGACTGCGTCTGA 
GACGTGTTGTCTTGAGTATGGAAGAGGGTTGTGGAATTTCCAGTGTAGAGGTGAAATTCGTAGATATTGG 
AAAGAACACCGGTGGCGAAGGCGGCAACCTGGTCCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGGTGCTTAGCACTT 
CAGTGTCGTAGCTAACGCGGTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGAT 
TTGACATGGGGAGTACCGGTCCAGAGATGGACTTTCCCGCAAGGGGCTCCCGCACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTCAGTTGCCA 
GCATGTTTGGGTGGGCACTCTGAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGTGGTGA 
CACCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGATTTGGTTTGACCTTAAGTTGGTGCGCTAACCCGCAAGGGAGGCAGCCAACCACGGTCGGGTC 
AGAGACTGGGGTG 


>gi|219846260|ref|NR_025850.1| Acidiphilium angustum strain KLB 16S ribosomal RNA, partial sequence 
AGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGTAGCAATATTGTCAGTGGCGGACG 
GGTGAGTAACGCGTAGGAATCTATCCTTGGATGGGGGACAACCGTGGGAAACTACGGCTAATACCGCATA 
ATGCCTGAGGGCCAAAGACGTAAGTCGTCTGGGGAGGAGCCTGCGTCTGATTAGGTAGTTGGTGGGGTAA 
AGGCCTACCAAGCCTGCGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGC 
CCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGC 
GTGGGTGAAGAAGGTTTTCGGATTGTAAAGCCCTTTTGGCGGGGACGATGATGACGGTACCCGCAGAATA 
AGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGG 
CGTAAAGGGCGCGTAGGCGGCTTACATAGTTAGGCGTGAAATTCCTGGGCTCAACCTGGGGACTGCGTCT 
AATACATGTAGGCTTGAGTGTGAAAGAGGGTCGTGGAATTTCCAGTGTAGAGGTGAAATTCGTAGATATT 
GGAAAGAACACCGGTGGCGAAGGCGGCGACCTGGTTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGGTGCTTAGCAC 
TTCAGTGTCGTAGCTAACGCGGTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGG 
ATTTGACATGGAAGAGACGTGCCCAGAGATGGGTATTCCCGCAAGGGCTCTTTGCACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGC 
CAGCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAA 
GTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAAGCAGC 
GATGCTGAGCTGATCCTGAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGTGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGATTTGGTTTGACCTTAAGTTGATGCGCTAACCGCAAGGAGGCAGTCAACCACGGTCGGGTC 
AGAGACTGGGGTG 


>gi|219846259|ref|NR_025849.1| Acidocella aminolytica strain 101 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGTCAGCAATGGCAGTGGCGGACGGGTGAG 
TAACACGTAGGAATCTATCCAGAGGTGGGGGACAACAGCGGGAAACTGCTGCTAATACCGCATGATACCT 
GAGGGTCAAAGGCGCAAGTCGCCTTTGGAGGAGCCTGCGTCTGATTAGCTTGTTGGTGGGGTAAAGGCTT 
ACCAAGGCNACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGT 


GAAGAAGGTCTTCGGATTGTAAAGCACTTTTGGCAGGGACGATGATGACGGTACCTGCAGAATAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAA 
GGGCGTGTAGGCGGCATGTACAGTCAGAAGTGAAATTCCTGGGCTCAACCTGGGGACTGCTTTTGATACG 
TGCAAGCTTGAGTGAGGAAGAGGGTTGTGGAATTTCCAGTGTAGAGGTGAAATTCGTAGATATTGGAAAG 
AACACCGGTGGCGAAGGCGGCAACCTGGTCCTTTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGAAACTTAGTTTTCAGTG 
TCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGATTTGAC 
ATGGGGAGGCTTGGTACAGAGATGTATCTTTCCCGCAAGGGACCTTCCGCACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCCTCN 
TTTAGTTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGAAGCTAGGCGGTGACGCCG 
TGCTGATCTCTAAAAGCCATCTCAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGGTGGAATCGCT 
AGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGATTTGGTTTGACCTTAAGCAGGTGCGCTAACCGCAAGGAGGCAGCCTACCACGGTCGGGTCAGAGACT 
GGGGTG 


>gi|219846258|ref|NR_025848.1| Shewanella violacea strain DSS12 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACAGAA 
AGTAGCTTGCTACTTTGCTGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGGAACTGCCCAGTCGAGGGG 
GATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTT 
TCGCGATTGGATGTACCTAGGTGGGATTAGCTACTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCT 
ACCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTT 
GTAAAGCACTTTCAGCGAGGAGGAAAGGTAGGTAGTTAATAACTGCTTACTGTGACGTTACTCGCAGAAG 
AAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTACGCAGGCGGTTTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATT 
TTGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGAT 
CTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAATTTGGTGTCTTGAAC 
ACTGGGTTCCCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTA 
CTCTTGACATCCATAGAACTCGCTAGAGATAGCTTGGTGCCTTCGGGAACTATGAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTG 
CCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCA 
AGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTCGCAACGCCG 
CGAGGTCAAGCTAATCCCACAAAGCCGGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTC 
GGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCCTTCGGGGAGGGCGTTTACCACGGTGT 
GGTTCATGACTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|219846257|ref|NR_025847.1| Moritella japonica strain DSK1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGAAACGAAG 
AATAGCTTGCTATTCTGGCGTCGAGCGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTAGTCGAGGGG 
GACAACAGTTGGAAACGACTGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCCTCTTCTTGAAAGC 
TCTCGCGACTAGATGAGCCCAAGTGGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCC 
CTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATACCGCGTGTATGAAGAAGGCCTTAGGG 
TTGTAAAGTACTTTCAGCGAGGAGGAAAGGTAGTAGATTAATACTCTGCTACTGTGACGTTACTCGCAGA 
AGAAGCACCGGCTAACTCCGTGACAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCA 
TTTCGAACTGGCAAACTAGAGTTCTTGAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAG 
ATCTGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGCAAGTAACTGACGCTCAGATGCGAAAGCGTGGG 
TAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTTCCTTGA 
GAACTGGGCTCTTAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAGCTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TACTCTTGACATCCATAGAACTTTTTAGAGATGAATTGGTGCCTTCGGGAACTATGAGACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATT 
TGCCAGCACGTAATGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGT 
CAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCTGCAAACC 
AGCAATGGTAAGCGAATCCCATAAAGTGCGTCGTAGTCCGGATTGGGGTCTGCAACTCGACCCCATGAAG 
TCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCTTCGGGAGGGCGATGACCACGGTGT 
GGTTCATGACTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|219846256|ref|NR_025846.1| Rhodovulum sulfidophilum strain W4 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAACCCTTCGGGGTTAGCGGCGGACGGGTG 
AGTAACGCGTGGGAACGTGCCCTTCTCTGCGGAATAGGCTCGGGAAACTGGGTTTAATACCGCATACGCC 
CTTCGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTAGATTAGGTAGTTGGTGGGGTAATGGCCT 
ACCAAGCCTACGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGAGGAATCTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGC 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGTCGTGAAGATAATGACGGTAGCGACAGAAGAAGCCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 


GCGCGCGTAGGCGGACTATTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACT 
GGTAGTCTAGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGCAAGCATGCTTGTCGGTG 
ACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGAC 
ATCCTGATCGCGGTTTTCCGAGAGGAATTCCTTCAGTTCGGCTGGATCAGTGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACTCTTAGTTGCCAG 
CAATCAGTTGGGCACTCTAGGAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCT 
CATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCTAAAAGCTG 
TCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCAT 
GACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAA 
GACGGTGCGCCAACCCTTACGGGGGGCAGCTGGCCACGGTAAGCTCAGCGACTGGGGTG 


>gi|219846255|ref|NR_025845.1| Rhodovulum strictum strain MB-G2 16S ribosomal RNA, partial sequence 


AACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGGACTTCGGTCCTAGCGGCGGACGGGTG 
AGTAACCCGTGGGAACGTGCCCTTCTGTGCGGAATAGCCTCGGGAAACTGAGGGTAATACCGCATACGCC 
CTTTGGGGGAAAGATTTATCGCAGAAGGATCGGCCCGCGTCTGATTAGGTAGTTGGTGGGGTAATGGCCT 
ACCAAGCCTACGATCAGTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGAGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAAC 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGTCGTGAAGATAATGACGGTAGCGACAGAAGAAGCCCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCGCGTAGGCGGACTATTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGATACT 
GGCAGTCTAGAGGTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCGGCAGGCATGCCTGTCGGTG 
TCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGAC 
ATGTGTATCGCGGTTCCAGAGATGGTTCCTTCAGTTCGGCTGGATACAACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACTCTTAGTTGCCAGCA 
TTCAGTTGGGCACTCTAGGAGAACTGCCGGTGATAAGCCGGAGGAAGGTGTGGATGACGTCAAGTCCTCA 
TGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAGCTGTC 
TCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGA 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGA 
CGGTGCGCCAACCTTTCGAGGAGGCAGCTGGCCACGGTAAGCTCAGCGACTGGGGTG 


>gi|219846254|ref|NR_025844.1| Hydrogenobaculum acidophilum strain 3H-1 16S ribosomal RNA, partial 


sequence 
GCGCGAACGCTGNCGGCATGCCTAACACATGCAAGTCGAACGGAAAGTGGGGCAACTCACTTTCAGTGGC 
AAACGGGTGAGTAACGCGTGAATAACCTGCCTTTGAGAAGGGGATAACTGTCCGAAAGGATAGCTAATAC 
CCTATAATGTCCTTTGTCACTAAGACAAAGGATGAAAGCGAGGCTGTTAAAGGCTTCGGCTCAAAGAGGG 
GTTCGCGTCCTATCAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCAATGACGGGTAGCTGGTCTTAGAG 
GATGATCAGCCACAGTGGGACTGAGACACGGCCCGCACCCCTACGGGGGGCAGCAGTGGGGAATCGTGGG 
CAATGGACGAAAGTCTGACCCCGCAATGCCGCGTGAGGGAAGAANNCCTTCGGGGTGTAAACCTCTGTCA 
GATGGGAAGATGGGACCAAGGGCTAATACCTCTTGGTCTTGACGGTACCATCAGAGGAAGGGACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGATGTTACTGGGCGTAAAGCGTCC 
GTAGCTGGTTTCGTAAGCGGATTGTCAAAACCCGAAGCTCAACTTCGGCAAGGCATTCCGAACTGCGTTA 
CTTGAGTCCTGTTCAGGTAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACC 
AGTGGCGAAGGCGGCCTACTGGGACGGTACTGACGGTCATGGACGAAAGCTGGGGGAGCAAACCGGATTA 
GATACCCGGGTAGTCCCAGCTGTAAACGATGGATGTTAGGTGTAGTGATAACTTCGCTGCACCCCAGCTA 
ACGCGTTAAACATCCCGCCTGGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTGGCGGGGGCCCGC 
ACAACCGGTGGAGCGTCTGGTTTAATTCGATGCTAACCGAAAAACCTTACCAGGGTTTGAAATGGTAGGA 
AAGGCTGTCGAAAGATAGCCGTGTTTCCCTTTTGGGAGAAATCCTACCACAGGTGGTGCATGGCCGTCGT 
CAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTATTTGCTTCCTCT 
TATGAGGTGCTCTATAAGGAGACTGCCGGCGACAAGCCGGAGGAAGGAGGGGGCGACGTCAGGTCAGTAT 
GCCCTTTATGCTCTGGGCTACACAGGCGCTACAGTGGCAAGGACAATGAGTNGCAAGAGCGCGACTCAGA 
GCTAATCTCACAAACCTTGTCGTGGTGCGAATTGAAGGTTGAAACTCACCTTCATGAAGCCGGAATCGGT 
AGTAATGGCGTATCAGCTATGTCGCCGTGAATACGTTCCCGGGCCTTGCACACACCGCCCGTCACGCCAC 
GGAAGCTGGTGTTTTCGGAAGTCCTCGAGCTAACCC 


>gi|219846253|ref|NR_025843.1| Sporolactobacillus laevolacticus strain 
sequence 

GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCATAGAAGGGAGCTTGCTCCCTNAAGTGA 
GCGGCGGATGGGTGAGTAACACGTGGGTAACCTGCCTGTCAGATCGGGATAACTGTGGGAAACCGCAGCT 
AATACCGGATAATCCTTCGCACCGCATGGTGCGGAGTTGAAAGATGGTTTCGGCCATCACTGACAGATGG 
GCCCGCGGTGCATTAGTTAGTTGGCGGGGTAACGGCCCACCAAGACAGCGATGCATAGCCGACCTGAGAG 
GGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCA 
CAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTG 
CTGGAGAAGAACGAGTGCGAGAGGAAATGCTCGTACTGTGACGGTATCCAGCCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGCGGCTTCTTAAGTCTGATGTGAAATCTTGCGGCTCAACCGCAAACGGTCATTGGAAACTGGGAAGC 
TTGAGTGCAGAAGAGGAGAGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCA 
GTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 


M-8 16S ribosomal RNA, 


complete 


ATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGGTCCAACCCCTTAGTGCTGAAG 
TTAACACATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTC 
TGACAAGCCTAGAGATAGGCCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGT 
TGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGATCTGGGCTACACACGTGCTACAATGGGTGGTACAAAGGGCAGCGAAACCGCGAGGTCGAGCTAA 
TCCCATAAAGCCACCCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAA 
TCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGT 
TTGTAACACCCGAAGTCGGTGCGAGAACCTTTATGGACTCAGCCGCCGAAGGTGGGACAAATGATTGGGG 
TGAAGTCGTAACAA 


>gi|219846252|ref|NR_025842.1| Bacillus firmus strain IAM 12464 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACGGATGGGAGCTTGCTCACACGTCAGC 
GGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAA 
TACCGGATAATGCTTTTCCTCGCATGAGGAAAAGCTGAAAGATGGCATCTCGCTATCACTTACAGATGGG 
CCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGG 
GTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGC 
AATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGT 
CAGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTTGACGGTACCTGACCAGAAAGCCACGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGC 
AGGCGGTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACT 
TGAGTGCAGAAGAGAAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAG 
TGGCGAAGGCGACTCTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAG 
CAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTCC 
TGACAACCCTAGAGATAGGGCGTTCCCCTTCGGGGGACAGGATGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGT 
TGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCAAGACCGCGAGGTTAAGCGAA 
TCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAA 
TCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGT 
TTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGT 
GAAGTCGTAACAA 


>gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus strain ATH 2.2.1 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGCCGCAAGGTGCTGACGAGTGG 
CGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATAC 
CGCATACGACCTACGGGTGAAAGCGGGGGACCGAAAGGCCTCGCGCTATTGGAGCGGCCGATGTCAGATT 
AGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGC 
CTGATCCAGCCATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGCTTTTGTCAGGGAAGAAATC 
TTCTGGGTTAATACCTCGGGAGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGTA 
AGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGCATAGCTTGAGTGCGGCAGA 
GGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAAT 
CCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGTCAACTGGTTGTTGGGAGGGTTTCTTCTCAGTAACGTAGCTAACGCGTGAAGTT 
GACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGA 
TGATGTGGTTTAATTCGACGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGCATCCTGCAGAGA 
TGTGGGAGTGCTCGAAAGAGAACCTGGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGTAAGGGCACTCTAATGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTATGGGTAGGGCTACACAC 
GTCATACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCGTAG 
TCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCG 
GTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTT 
AGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTG 


>gi|219846250|ref|NR_025840.1| Rhodoferax fermentans strain FR2 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGCAATCCTGGTGGCGAGT 
GGCGAACGGGTAAGTAATATATCGGAACGTGCCCAGTCGTGGGGGATAACGCAGCGAAAGCTGTGCTAAT 
ACCGCATACGATCCATGGATGAAAGCGGGGGATCGCAAGACCTCGCGCGATTGGAGCGGCCGATATCAGA 
TTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAA 
GCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAGCGAAA 
AGGCTTCTCCTAATACGAGGGGCTCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTG 
TAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGACCTGCATCTGTGACTGCAAGGCTAGAGTACGGTA 
GAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCA 
ATCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTGGCTGTTGGGTCTCTACTGACTCAGTAACGNAACTAACGCGTGAAG 


TTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGTCTAATTCGATGCAACGCGAAAACCCTTACCCACCTCTGACATGTACGGAACCCTNTAGA 
GATAGAGGGGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTAGTTGGGCACTCTAATG 
AGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCT 
ACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAG 
TCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAAT 
GTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAA 
GTAGTTAGCTTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTG 


>gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis strain 2761 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACGCGNGGGAAACCNTGGCGACGAGT 
GGCGAACGGGTGAGTAATGCATCGGAACGTGCCCTGAAGTGGGGGATAACGTAGCGAAAGTTACGCTAAT 
ACCGCATATTCTGTGAGCAGGAAAGCAGGGGATCTTAGGACCTTGCGCTTTGGGAGCGGCCGATGTCGGA 
TTAGCTAGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAA 
CCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCGGGGAAGAAA 
TGGCACTGGCTAATACCTGGTGTCGATGACGGTACCCGAAGAAGAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTG 
TAAGACAGACGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTGTGACTGCACAGCTAGAGTTTGGCA 
GAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCA 
GCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTAGGTGTTGGTGGGGTTAAACCCATTAGTGCCGTAGCTAACGCGTGA 
AGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCAGGAATCCTTGA 
GAGATTAGGGAGTGCCCGAAAGGGAACCTGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCATTAATTGCCATCATTCAGTTGGGCACTCTA 
ATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGG 
GCTTCACACGTCATACAATGGTCGGTCCAGAGGGTTGCCAACCCGCGAGGGGGAGCCAATCCCGCAAAGC 
CGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAG 
CATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCA 
GAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTG 


>gi|219846248|ref|NR_025838.1| Novosphingobium capsulatum strain GIFU 11526 16S ribosomal RNA, partial 
sequence 
GAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGTTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAATCTGCCCTTTGCTTCGGAATAACAGTTAGAAATGACTGCTAATACCGGATGATGA 
CTTCGGTCCAAAGATTTATCGGCAAAGGATGAGCCCGCGTAGGATTAGGTAGTTGGTGGGGTAAAGGCCT 
ACCAAGCCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTCGGGTCGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGTTACTCAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCTTTGAAACT 
AGGTGACTGGAATCTTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGGCACTCGCTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTGGTGTTTGGGT 
GGCGCACGTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGA 
CATCCCGCGCTATATCGAGAGATCGATAGTTCCTTTCGGGGACGCGGTGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCAGCAT 
TAAGTTGGGCACTCTAAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGACCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAAGCACGCGAGTGTG 
AGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTTGGATTCACTCGAAGGCGTTGAGCTAACCCGCAAGGGAGGCAGGCGACCACAGTGGGTTTAGCGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGG 


>gi|219846247|ref|NR_025837.1| Mesorhizobium loti strain NZP 2213 16S ribosomal RNA, complete sequence 
AACTTGAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCT 
CGCAAGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAACAACTCCGGGAAACT 
GGAGCTAATACCGTATACGTCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCT 
AGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGG 
GACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGA 
TCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACG 
GTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGT 
TCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTGTTAAGTTAGGGGTGAAATCCCAGGGCTCAACC 
CTGGAACTGCCTTTAATACTGGCAATCTCGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGA 
AATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGCCGTC 
GGCAAGTTTACTTGTCGGTGGCGCACGTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGATT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCA 
GAACCTTACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATACCTTCAGTTCGGCTGGACCGG 
TGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 


CCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAG 
GTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAG 
TGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTC 
GAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGG 
CGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGAT 
CACCTCC 


>gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum strain NCIMB 11762 16S ribosomal RNA, partial 
sequence 
ACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGAAGGCTTCGGCCNTTAGTGGCGCACGGGTGAGTA 
ACACGTGGGAATATACCTCTCGGTGGGGAATAACGTCGGGAAACTGACGCTAATACCGCATACGCCCTTA 
GGGGGAAAGATTTATCGCCGAGAGATTAGCCCGCGTCCGATTAGCTAGTTGGTGAGGTAAAAGCTCACCA 
AGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATG 
AAGGCCTTAGGGTTGTAAAGCTCTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCT 
AACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGC 
ACGTAGGCGGCGATCCAAGTCAGAAGTGAAAGCCCTGGGCTCAACCCGGGAACTGCTTTTGATACTGGGT 
TGCTAGAATCACGGAGAGGGTAGGGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACA 
CCAGTNGCGAAGGCGCCTACCTGGCCGTCGATTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATGTTGGGGTGCATGCACCTCAGTGTCGA 
ACGTAACGCGATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGG 
GGGATACCGGCCAGAGAGATTTGGCCTTCAGTTCGGCTGATCCGNCCACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCTTCAGTTGCCATCATTT 
AGTTGGGCACTCTGAAGAAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGG 
CCCTTACGGGCTGGGC TACACACGTGCTACAATGGTGGTGACAGTGGGCAGCCAACTCGCGAGAGTGAGC 
TAATCCCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGT 
AATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGCTTTACCCGAAGCCGGTGCGCTAACCGCAAGGAGGCAGCCGACCACGGTAAGGTCAGCGACTGGG 
G 


>gi|219846245|ref|NR_025835.1| Rhodothalassium salexigens strain WS 68 16S ribosomal RNA, partial 
sequence 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCACCCTTCGGGGGTGAGCGGCGGACGGGTGAGTA 
ACACGTGGGAACCTGCTCAGGGCTCTGGGATAACTGCTGGAAACGGCAGCTAATACCGGATACGCCGTAT 
TGGGAAAGAAATTCGGCCTTGGATGGGCCCGCGTTGGATTAGCTAGATGGTGGGGTAACGGCCTACCATG 
GCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAA 
GGCCTTAGGGTTGTAAAGCTCTTTCAGCAGGGAAGATAATGACTGTACCTGCAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGC 
GTAGGCGGATCGGTCAGTTGGGGGTGAAAGCCCGGGGCTCAACCTCGGAACTGCCCTCAAAACTACCGAT 
CTAGAGTTCGGGAGAGGTAAGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACC 
AGTGGCGAAGGCGGCTTACTGGACCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGGGTGCTAGATGTCGGGGCTCTTAGAGTTTCGGTGTCGCA 
GTTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATCCC 
GGGTCGACTTCCAGAGATGGATTTTTTCTCTTCGGTGACCCGGTGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTGG 
TTGGGGACTCTAAGGGAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGAGGGCAGCGAGCCTGCGAGGGTGAGCGA 
ATCTCTAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGTGGAATCGCTAGTAA 
TCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 


>gi|219846244|ref|NR_025834.1| Brachymonas denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGTCCTTCGGATGCTGACGAGTG 
GCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGTGGGGGATAACTACTCGAAAGAGTGGCTAATA 
CCGCATGAGAACTGAGGTTGAAAGCGGGGGACCTTTGGGCCTCGCGCTACTGGAGCGGCCGATATCAGAT 
TAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGACGCAAG 
TCTGATCCAGCAATGCCGCGTGCAGGACGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACAGAACGAAAA 
GGCTCTGGTTAATACCTGGGGCTCATGACGGTACTGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGT 
AAGACCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTGACTGCAAGGCTGGAGTGCGGCAG 
AGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAA 
TCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGTCAACTGGTTGTTGGGTATTTGCTTACTCAGTAACGAAGCTAACGCGTGAAGT 
TGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
ATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGGCAGGAATTCCGAAGAG 
ATTTGGAAGTGCTCGTAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACA 
CGTCATACAATGGCCGGTACAAAGGGTAGCCAACCCGCGAGGGGGAGCCAATCCCATAAAGCCGGTCGTA 


GTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGTCAC 
GGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTGGT 
TAGCCTAACCGTAAGGAGGGCGATCACCACGGCAGGGTTCGTGACTGGGGTG 


>gi|219846243|ref|NR_025833.1| Duganella zoogloeoides strain IAM 12670 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGCGGGGCAACCTGGCGGCGAGTGG 
CGAACGGGTGAGTAATATATCGGAACGTACCCTGGAGTGGGGGATAACGTAGCGAAAGTTACGCTAATAC 
CGCATACGATCTAAGGATGAAAGTGGGGGATCGCAAGACCTCATGCTCCTGGAGCGGCCGATATCTGATT 
AGCTAGTTGGTAGGGTAAAAGCCTACCAAGGCATCGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGC 
CTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACG 
GGTTTTTCTAATACAGAGATCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTA 
AGACTGTCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGATGGTGACTGCAAGGCTAGAGTTTGGCAGA 
GGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCAGC 
CCCCTGGGTCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGTCTACTAGTTGTCGGGTTTTAATTAACTTGGTAACGCAGCTAACGCGTGAAGTA 
GACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGA 
TGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGCAGAAATCCTCGAGAGA 
TTGAGGAGTGCTCGAAAGAGAATCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGAGCACTCTAATGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACAC 
GTCATACAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAGTGTATCGTAG 
TCCGGATTGTAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCG 
GTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTAGGT 
AGCTTAACCGCAAGGAGGGCGCTTACCACGGTAGGATTCGTGACTGGGGTG 


>gi|219846242|ref|NR_025832.1| Agrobacterium rhizogenes strain IAM 14222 16S ribosomal RNA, complete 
sequence 
GAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTCTAGTGGCGCACGGGT 
GCGTAACGCGTGGGAATCTGCCCTTTGCTTCGGAATAACAGTTAGAAATGACTGCTAATACCGGATGATG 
TCGCAAGACCAAAGATTTATCGGCAAAGGATGAGCCCGCGTAGGATTAGGTAGTTGGTGGGGTAAAGGCC 
TACCAAGCCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAG 
TGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTC 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAA 
AGCGCACGTAGGCGGTACATCAAGTCAGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCCTTGAAAC 
TAGTGTACTAGAATCTTGGAGAGGCGGGTGGAATTCCGAGTNTAGAGGTGAAATTCGTAGATATTCGGAA 
GAACACCAGTGGCGAAGGCGGCCCGNTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACATGGTGCTTGGG 
TGGCGCANNTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTG 
ACATCCTCATCGCGATTTCCAGAGATGGATTTCTTCAGTTCGGCTGGATGAGTGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCC 
ATCATTCAGTTGGGCACTCTAAGGAAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTACACGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTNGGCAGCAAGCACGCGAG 
TNTNAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGNCCGTCACAC 
CATGGGAGTTGGATTCACTCGAAGGCGTTGAGCTAACCC 


>gi|219846241|ref|NR_025831.1| Mycoplana bullata strain IAM 13153 16S ribosomal RNA, complete sequence 
GAGCGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGACCCTTCGGGGTTAGTGGCGGACGGGT 
GAGTAACACGTGGGAACGTGCCTTTAGGTTCGGAATAGCTCCTGGAAACGGGTGGTAATGCCGAATGTGC 
CCTTCGGGGGAAAGATTTATCGCCTTTAGAGCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCT 
CACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGACCAGCCACATTGGGACTGAGACACGGCCCAAA 
CTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGAA 
TNATGAAGGTCTTAGGATTGTAAAATTCTTTCACCGGGGACGATAATGACGGTACCCGGAGAAGAAGCCC 
CGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAA 
AGGGCGCGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATAC 
TGGGTGTCTTGAGTGTGAGAGAGGTATGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAA 
GAACACCAGTGGCGAAGGCGACATACTGGCTCATTACTGACGCTGAGGCGCGAAANNNTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTGCTAGTTGTCGGGCTGCATGCAGTTCGGT 
GACGCAGCTAACGCATTAAGCAATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCACCTTTTGA 
CATGCCTGGACCGCCAGAGAGATCTGGCTTTCTCTTCGGAGACTAGGACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCAT 
TTAGTTGGGAACTCTAATGGGACTGCCGGTGCTAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTACAGGGTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGTTAATCCTTAAAAGTCGTCT 
CAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGC 
GATGCGCTAACCCGCAAGGAGGCAGTCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGT 
AGCCNTAGGGGAACC 


>gi|219846240|ref|NR_025830.1| Rhodospirillum centenum strain IAM 14193 16S ribosomal RNA, partial 
sequence 
AACCTGAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGAAG 
CTTCNGCCTTAGTGGCGGACGGGTGAGTAACACGTGGGAACGTGCCCTTGGGTTCGGGATAACGTCTGGA 
AACGGACGCTAATACCGGATNNNCCTGCGGGGGAAAGATTTATCGCCTGAGGAGCGGCCCGCGTCCGATT 
AGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGC 
CTNATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTTTCGCACGCGACGATGAT 
GACGGTAGCGTGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCG 
TTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTTTCAAGTCAGGCGTGAAAGCCCCGGGCTC 
AACCTGGGAACTGCGCTTGAGACTGTGAGGCTTGAGGTCCGGAGAGGTGGGTGGAATTCCCAGTGTAGAG 
GTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCCCACTGGACGGATACTGACGCTGAG 
GCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGGCTAGA 
CGTTGGGCTCTTAGAGCTTCGGTGTCGCANNTAACGCATTAAGCCGACCGCCTGGGGAGTACGGCCGCAA 
GGTTGAAACTCAAAGGAATTGACGGGGGCNCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACG 
CGCAGAACCTTACCAACCCTTGACATGCCAGGGCCGCCCCAGAGATGGGGNNTNNTTCGGGGACCTGGAC 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CCCACTGTCAGTTGCCATCATTAAGTTGGGCACTCTGGCAGAACTGCCGGTGACAAGCCGGAGGAAGGCG 
GGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGG 
GCAGCGACCACGCGAGTGGAAGCGAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGGG 
TGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGT 


>gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca strain NCIMB 8628 16S ribosomal RNA, partial sequence 
GGGTGCGTAACACGTATGCAACCTACCTTAAACTGGGGGATAGCCCGGGGAATCTCGGATTAATACCCCA 
TAACACGTGGATGTCTCATGACAATTACGTTAAAGATTTATCGGTTTAAGCTGGGCATGCGTTCGATTAG 
CTAGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCGATNGGGNGTCTGAGAGGATGATNCCCCACACT 
GGTACTGAGATACGGACCAGTCTCCTACGGGAGGCANCNNTAGGGAATATTGGTCAATGGAGGCAACTCT 
GAACCAGCCATGCCGCGTGTAGGAAGAAGGCGTTCTGCGTTGTAAACTACTTTTGATTGGGAACAAATGA 
CCTTGCGAGAGTAGCTGAGTGTACCAATAGAATAAGCCACGGCTAACTACGTGCCAGCANCNNCGGNNAT 
ACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTTGATAAGTCAGTGG 
TGAAAGCCNATCGCTTAACGATCGAACTGCCATTGATACTGTCGGGCTTGAGTATAGTTGAGGTAGGCGG 
AATTGACAGTGTNGCGGTGAAATGCATAGATATTGTCAAGAACACCAATTGCGAAGGCAGCTTACTAAAG 
TATAACTGACGCTGAGGCACGAAAGTTCGGGGNTCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTA 
AACGATGATCACTCGCTGTGTGCGATAAACAGTACGCGGCCAAGCGAAAGCGATAAGTGATCCACCTGGG 
GAGTACGCCCTCAAGGGTGAAACTCAAAGGAATTGACGGGNNTCCGCACAATCGGTGGAGCATGTGGTTT 
AATTCGATGATACGCGAGGAACCTTACCTAGGCTAGAATGTGAAGGAATGTATCAGAAATGGTGCAGTCA 
GCAATGACCTGAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTATCTTTAGTTGCCAGCGNGTTAAGTTGGGGACTCTAGAGAGACTGCCTGTGTTA 
ACAGAGAGGAAGGNGGGGACGACGTTAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAA 
TGGCGCATACAGAGTGTTGCAAGCTAGTGATAGCAAGCCAATCACAAAAAGTGCGTCTCAGTTCGGATTG 
AAGTCTGCANCTTGACTTCATGAAGCTGGAATCGCTAGTAATCGCGTATCAGCAATGACGCGGTGAA 


>gi|219846238|ref|NR_025828.1| Rhizobium galegae strain gal 1261 16S ribosomal RNA, partial sequence 
GTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCTCGCAANNNN 
AGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCCCTACGGAACAACTCCGGGAAACTGGAGCT 
AATTCCGTATACGCCCTTCGGGGGAAAGATTTATCGGGGATGGATGAGCCCGCGTTGGATTAGCTAGTTG 
GTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTG 
AGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAG 
CCATGCCGCGTGAGTGATGAAGGTCTTAGGATTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATC 
CGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGA 
ATTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGA 
ACTGCCTTTGATACTGGGTATCTTGAGTATGGAAGAGGTAAGTGGAATTGCGAGTGTAGAGGTGAAATTC 
GTAGATATTCGCAGGAACACCAGTGGCGAAGGCGGCTTACTGGTCCATTACTGACGCTGAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGCAA 
GTTTACTTGTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACC 
TTACCAGCCCTTGACATGCCCGGACAGCTACAGAGATGTAGTGNNNNNTTCGGGGACCGGGACACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCC 
TTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCG 
AAGGAGCGATCCCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATG 
AAGTTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGG 
TAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCT 


>gi|219846237|ref|NR_025827.1| Bizionia paragorgiae strain KMM 6029 16S ribosomal RNA, partial sequence 
CGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACGGGGTGCTTGCACCGCCGACGACCGGCGCA 
CGGGTGAGTAACGCGTATACAATCTGCCTTGTACTGAGGGATAGCCCAGAGAAATTTGGATTAATACCTC 
ATAGTATATGGCNNTCTCATGAAGATCATATTAAAGGTTACGGTACAAGATGAGTATGCGTTCTATTAGC 
TAGATGGTAAGGTAACGGCTTACCATGGCTACGATAGATAGGGGCCCTGAGAGGGGGATCCCCCACACTG 
GTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTG 
ATCCAGCCATGCCGCGTGCAGGATGACGGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAACACC 


CCGACGTGTCGGGACTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGACAATTAAGTCAGAG 
GTGAAATCCTGCAGCTCAACTGTAGAATTGCCTTTGATACTGGTTGTCTTGAGTTATTATGAAGTAGTTA 
GAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCAATTGCGAAGGCAGATTACTAAT 
AATGAACTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGGTTACTAGTTGTTCGGATTTCGGTCTGAGTGACTAAGCGAAAGTGATAAGTAACCCACCTGG 
GGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAGACTTTT 
CTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTA 
TAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGATTCAAGTCGGGAACTCTAACAAGACTGCCAGTGCA 
AACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACACACGTGCTACA 
ATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTATAAACCCTATCACAGTTCGGATCG 
GAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCCGTCACCGCAA 
GGAGCGGCCTAGGGTAAAATCGGTA 


>gi|219846236|ref|NR_025826.1| Idiomarina seosinensis strain CL-SP19 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCCAGCTTGCTGGAAGATGAC 
GAGCGGCGGACGGGTGAGTAATACTTGGGAACTTGCCTCTAGGCGGGGGACAACCACTGGAAACGGTGGC 
TAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACACCTAGAGATGGGCCCAAGT 
GGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGG 
GCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGTGAG 
GAAAGGGTGATAGTTAATAGCTATCACAGTTGACGTTAGCCACAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGT 
GTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATGGCATTTTGAACTGGCACGCTAGAGTCC 
TGAAGAGGGTGGTAGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATACCGGTGGCGAA 
GGCGGCCACCTGGTCAGAGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCTTTAAGACGTGAGTAACGCAGCTAACGCA 
CTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGTGAATTTT 
CCAGAGATGGATTAGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTAATGGTGGGAACT 
CTGGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGA 
TGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCAGCAAGCCAGCGATGGTTAGCGAATCTCATAA 
AGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGAT 
CAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCA 
CCAGAAGTGGTTAGTTTAACCTTCGGGAGAACGATCACCACGGTGTGGTTCATGACTGGGGTG 


>gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii strain KMM 6017 16S ribosomal RNA, partial sequence 
GAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGTAGACTACTTTCGGGTAGTTGAGAGTGGCGC 
ACGGGTGCGTAACGCGTATGCAACCTACCTTGTACAGGGGGATAGCCCGAAGAAATTCGGATTAATACCC 
CATAGCATTACCAGATGGCATCTGAAGGTAATTAAAGATTTATCGGTACAAGATGGGCATGCGTGACATT 
AGTTAGTTGGTAGGGTAACGGCCTACCAAGACTATGATGTCTAGGGGTTCTGAGAGGATGATCCCCCACA 
CTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGTCAATGGGCGAGAGC 
CTGAACCAGCCATGCCGCGTGCAGGAAGACGGCCTTCTGGGTTGTAAACTGCTTTTATACGGGAAGAAAA 
GACCCTTGCGAGGGAGATTGCCGGTACCGTATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGGCCTTTAAGTCAG 
TGGTGAAAGCCTGCAGCTTAACTGTAGAACTGCCATTGATACTGGAGGCCTTGAGTGTACTAAAGGTAGG 
CGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAAGAACACCGATAGCGTAGGCAGCTTACTG 
GAGTACAACTGACGCTGAGGCACGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGATGATTACTCGATGTTGGCGATACACTGTCAGCGTCCAAGCGAAAGCGTTAAGTAATCCACCT 
GGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAGCGAATGATCCAGAGATGGATCAG 
TCTTCGGACGCGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCACGTAAAGGTGGGGACTCTAACAAGACTGCCTACGC 
AAGTAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTGCTAC 
AATGGAGAGTACAGAGGGTCGCTACCTGGTAACAGGATGCCAATCTCAAAAAGCTCTTCTCAGTTCGGAT 
TGAGGTCTGCAACTCGACCTCATGAAGTTGGAATCGCTAGTAATCGCGTATCAGCAATGACGCGGTGAAT 
ACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGGAGTTGGGTGGACCTGAAGATGGTTGCTGC 
AAGGCGCTATTTAGGGTAAA 


>gi|219846234|ref|NR_025824.1| Gramella echinicola strain KMM 6050 16S ribosomal RNA, partial sequence 
CGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGGAAGAGCTTGCTCTTTCGCTGACGAGT 
GGCGCACGGGTGCGTAACGCGTATACAATCTGCCTTTAAGCGGGGAATAGCCCATGGAAACGTGGATTAA 
TACCCCATAGTATGTAGACTTCACCTGGAGACTACATTAAACATTTATGGCTTAAAGATGAGTATGCGTC 
CTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACCGCGATAGGTAGGGGTCCTGAGAGGGAGATCCC 
CCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGG 
CAACTCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCCTATGGGTTGTAAACTGCTTTTATACGGGAA 
GAACCACATCTACGTGTAGATGCTTGACGGTACCGTATGAATAAGGACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGAATAATA 
AGTCAGTGGTGAAAGTCTGCAGCTCAACTGTAGAATTGCCATTGATACTGTTATTCTTGAATTATTATGA 
AGTGGTTGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCTATTGCGAAGGCAGA 


TCACTAATAATATATTGACGCTGAGGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTC 
TACGCCGTAAACGATGGTTACTAGCTGTCCGGCCTAATTGAGGGCTGGGTGGTTAAGCGAAAGTGATAAG 
TAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCAGTCTGACAGGCGTGG 
AAACATGCCCTTCTTCGGACAGATTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCA 
GGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACGAG 
ACTGCCGGTGCAAACCGCGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCAC 
ACACGTGCTACAATGGTRGGGACAGAGGGCAGCTACCCCGCGAGGGGATGCGAATCTTCAAACCCTATCA 
CAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGA 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGGGTACCTGAAGT 
CCGTCACCGTAAGGAGCGGCCTAGGGTAAAACTGGTAA 


>gi|219846233|ref|NR_025823.1| Aquimarina muelleri strain KMM 6020 16S ribosomal RNA, partial sequence 
GCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACAGGTAGCTTGCTATGCTGACGACCGGCGCAC 
GGGTGCGTAACGCGTATAGAACCTACCTTATAGTAAGGGATAGCCCAGAGAAATTTGGATTAATACCTTA 
TAGTATTGGACTGTGGCATCGCAGACTAATTAAAGATTTATTGCTATAAGATGGCTATGCGTTCTATTAG 
CTAGTTGGTATGGTAACGGCATACCAAGGCTACGATAGATAGGGGTCCTGAGAGGGAGATCCCCCACACT 
GGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCT 
GATCCAGCCATGCCGCGTGTAGGAAGACTGCCCTATGGGTTGTAAACTACTTTTATAGAGGAAGAAACGA 
CATTACGTGTAATGTTTTGACGGTACTCTACGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGTTTGTAAGTCAGT 
GGTGAAAGTTTTCGGCTCAACCGGAAAATTGCCATTGATACTGCAAGTCTTGAATCATTGTGAAGTGGTT 
AGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCGATTGCGAAGGCAGATCACTAA 
CAATGTATTGACGCTAAGGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGGTTACTAGCTGTTTGGACTTCGGTCTAAGTGGCTAAGCGAAAGTGATAAGTAACCCACCTG 
GGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAGACTTT 
CCTTCGGGCAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCT 
ATAACGAGCGCAACCCCTGTTGTTAGTTGCCATCGAGTCATGTCGGGAACTCTAACAAGACTGCCAGTGC 
AAACTGCGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTAC 
AATGGTAGGTACAGAGAGCAGCCAGTGGGTGACCACGAGCGAATCTATAAAGCCTATCACAGTTCGGATC 
GGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCCGTCACCGTA 
AGGAGCGGCCTAGGGTAAAACTGGTAA 


>gi|219846232|ref|NR_025822.1| Gillisia mitskevichiae strain KMM 6034 16S ribosomal RNA, partial sequence 
CGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACGGGGTGCTTGCACCGCCGACGACCGGCGCA 
CGGGTGCGTAACGCGTATACAATCTACCTTGTAGAGGGGGATAGCCCAGAGAAATTTGGATTAATACCCC 
ATAGTATTATGAAATAGCATTATTTTATAATTAAACATTTATGGCTACAAGATGAGTATGCGTTCTATTA 
GTTAGTAGGTAAGGTAACGGCTTACCTAGACTTCGATAGATAGGGGTCCTGAGAGGGAGATCCCCCACAC 
TGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCC 
TGATCCAGCCATGCCGCGTGCAGGAAGACGGCCCTATGGGTTGTAAACTGCTTTTATAGAGGAAGAAACA 
CTCCGACGTGTCGGAGCTTGACGGTACTCTACGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGACAATCAGTCAG 
CGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCATTGATACTGTTGTTCTTGAATACTTATGAAGTGGT 
TGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGATCACTA 
ATAAGTCATTGACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACGCC 
GTAAACGATGGTTACTAGCTGTTCGGTCGCAAGACTGAGTGGCTAAGCGAAAGTGATAAGTAACCCACCT 
GGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGGGTGGAAACACCTTT 
TCCTTCGGGCAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCC 
TATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCAGTG 
CAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTA 
CAATGGTAGGGACAGAGAGCAGCCACTGGGCGACCAGGAGCGAATCTATAAACCCTATCACAGTTCGGAT 
CGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCGGTCACCGC 
AAGGAGCCGCCTAGGGTAAAACTGGTAACT 


>gi|219846231|ref|NR_025821.1| Pibocella ponti strain KMM 6031 16S ribosomal RNA, partial sequence 
GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACATAAAGTGCTTGCACTTTGATGACGAC 
CGGCGCACGGGTGCGCACCGCGTATGAAACCTACCTTTTACAGGGGAATAGCCCAGGGAAACTTGGATTA 
ATGCCCCGTAGTACCTTTTGTAGCATTGCAAGATGGTTAAAGGCTTCGGCCGGTAAAAGATGGTCATGCG 
TCCCATTAGTTTGTTGGTAAGGTAACGGCTTACCAAGACTACGATGGGTAGGGGCCCTGAGAGGGGGATC 
CCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGA 
GGAGACTCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATACAGG 
AAGAAAAAAGAGTACGTGTACTCTACTGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGA 
TAAGTCAGGGGTGAAAGTCTGCAGCTCAACTGTAAAATTGCCTTTGATACTGTCGGTCTTGAGTTATAGT 
GAAGTTGCTGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCA 
GGTGACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGGATACTAGCTGTCCGGGTCCTTGAGATCTGGGCGGCCAAGCGAAAGTGATAA 
GTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTGGTCTGACAGCTTTA 


GAGATAGAGTTTCCTTCGGGCAGATCACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTC 
AGGTTAAGTCCTATAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCGAGTCATGTCGGGGACTCTAACGA 
GACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCA 
CACACGTGCTACAATGGTAGGTACAGAGAGCAGCCATGTCGCAAGGCAGAGCGAATCTATAAAACCTATC 
ACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATG 
ATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAG 
TCCGTCACCGTAAGGAGCGGCCTAGGGCAAGATCGGTAACTAGGGCT 


>gi|219846230|ref|NR_025820.1| Salegentibacter mishustinae strain KMM 6049 16S ribosomal RNA, partial 
sequence 
CGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACATAGGAAAGCTTGCTTTTCTGATGACGACC 
GGCGCACGGGTGCGTAACGCGTATACAACCTACCTTTTAGCGGGGAATAGCCCAGGGAAACTTGGATTAA 
TGCCTCATAGTATATAAACTTCTCCTGAAGTTTATATTAAACATTTATGGCTATTAGATGGGTATGCGTC 
CTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGGCAGCGATAGGTAGGGGTCCTGAGAGGGAGATCCC 
CCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCG 
AGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTACAGAGGAA 
GAACCACCCCCACGTGTGGGGGTTTGACGGTACTCTGCGAATAAGGATCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCAGTTA 
AGTCAGTGGTGAAAGTCTTCCGCTCAACGGGAGAACTGCCATTGATACTGATTGTCTTGAGTTATTATGA 
AGTGGTTAGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAATACCGATTGCGAAGGCAGA 
TCACTAATAATATACTGACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTC 
TACGCCGTAAACGATGGTTACTAGCTGTTCGGCCCAATTGAGGGCTGAGTGGTTAAGCGAAAGTGATAAG 
TAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGGTCTGG 
AAACAGACTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCA 
GGTTAAGTCCTATAACGAGCGCAACCCCTGTGGTTAGTTGCCAGCGAGTAATGTCGGGAACTCTAGCCAG 
ACTGCCGGTGCAAACCGCGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCAC 
ACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTACAAACCCTATCA 
CAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGA 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGGGTACCTGAAGT 
CGGTCACCGCAAGGAGCCGCCTAGGGTAAAACTGGTAA 


>gi|219846229|ref|NR_025819.1| Geobacillus tepidamans strain GS5-97 16S ribosomal RNA, partial sequence 
CGGACCGAATGGAAGCTTGCTTCTGTTTGGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCC 
GTAAGACCGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAACACCGAAGACCGCATGGTCTTTGGT 
TGAAAGGCGGCATTGGCTGTCACTTACGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCT 
CACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAG 
CGAAGAAGGTCTTCGGATTGTAAAGCTCTGTTGTTAGGGAAGAACAAGTGCTGTTCGAAGAGGGCGGCAC 
CGTGACGGTACCTAACGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAA 
GCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGG 
CTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGGGAGCGGAATTCCACGTGTA 
GCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCT 
GAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCT 
AAGTGTTAGAGGGGTTAATCCCTTTAGTGCTGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGCT 
CGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGACAACCCGAGAGATCGGGGGTTCCCCTTCGGGG 
GACAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGACCTTAGTTGCCAGCATTGAGTTGGGCACTCTAAGGTGACTGCCGATGACAAATCGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCG 
GTACAAAGGGCTGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCT 
GCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTGAGGTAACCCTTACG 
GGAGCCAGCCGCCGAAGGTGGGGCAAATGATTGGGGTGAAGTCGTAA 


>gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli strain SW-161 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGGTTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAACCTGCCCTTAGGTTCGGAATAACTCAGAGAAATTTGAGCTAATACCGGATAATGT 
CTTCGGACCAAAGATTTATCGCCTTTGGATGGGCCCGCGTAGGATTAGGTAGTTGGTGGGGTAAAGGCCT 
ACCAAGCCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCGCGTAGGCGGCTCATCAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGAAACT 
GGTAGGCTAGAATCCTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACTCGCTGGACAGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGTTCACAGAACTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGA 
CATCCTAGGACGGTTTCTGGAGACAGACTCCTTCCCTTCGGGGACCTAGTGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCATC 
ATTTAGTTGGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCATCTACAGTGAGCAGCGATCCCGCGAGGGT 


TAGCTAATCTCCAAAAGATGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGATTCACCCGAAGGCGGTGCGCTAACCTTTTAGGAGGCAGCCGACCACGGTGGGTTCAGCGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846227|ref|NR_025817.1| Erythrobacter seohaensis strain SW-135 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGGTTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAACCTGCCTTTAGGTTCGGAATAACAGTTAGAAATGACTGCTAATACCGGATAATGT 
CTTCGGACCAAAGATTTATCGCCTTTAGATGGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCT 
ACCAAGTCGACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCGCGTAGGCGGCTTTTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGAAACT 
GGAAAGCTAGAATATTGGAGAGGTAAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACTTACTGGACAATTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCTCATAGAGCTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGA 
CATCCTAGGACGGTTTCTGGAGACAGATTCCTTCCCTTCGGGGACCTAGTGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCATC 
ATTTAGTTGGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGTATCTACAGTGAGCAGCGATCCCGCGAGGGT 
TAGCTAATCTCCAAAAGATATCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGATTCACCCGAAGGTGGTGCGCTAACCTGCTTGCAGGAGGCAGCCAACCACGGTGGGTTCAG 
CGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846226|ref|NR_025816.1| Porphyrobacter donghaensis strain SW-132 16S ribosomal RNA, partial 
sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTCTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAACCTGCCTTTAGGTTCGGAATAACTCAGAGAAATTTGAGCTAATACCGGATAATGT 
CTTCGGACCAAAGATTTATCGCCTTTAGATGGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCT 
ACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGAGATGATAATGACAGTATCGGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCTTTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGAAACT 
GGGAAGCTAGAATCTTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACTCGCTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCTCATAGAGCTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGA 
CATCCTAGGACGACTTCTGGAGACAGATTTCTTCCCTTCGGGGACCTAGTGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCATC 
ATTAAGTTGGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCATCTACAGTGGGCAGCTATTCCGCAAGGAT 
GCGCTAATCTCCAAAAGATGTCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGATTCACCCGAAGGCAGTGCGCTAACCGTAAGGAGGCAGCTGACCACGGTGGGTTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846225|ref|NR_025815.1| Silanimonas lenta strain 25-4 16S ribosomal RNA, partial sequence 
GGCAGCGCGGGGGCAACCCTGGCGGCGAGCGGCGGACGGGTGAGGAATTCGTCGGAATCTGCCTTTTTGT 
GGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGTCCTACGGGAGAAAGTGGGGGACCGCAAGG 
CCTCACGCAGAAAGATGAGCCGACGACCGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGAT 
CGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCG 
GGTTGTAAAGCACTTTTGTCCGGAAAGAAATCCCTGGAGCTAATACCTTTCGGGGGATGACGGTACCGGA 
AGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATT 
ACTGGGCGTAAAGCGTGCGTAGGCGGTTCGTTAAGTCTGATGTGAAATCCCCGGGCTCAACCTGGGACGT 
GCATTGGAAACTGGCGATCTAGAGTACGGTAGAGGGTGGTGGAATTCCCGGTGTAGCAGTGAAATGCGTA 
GAGATCGGGAGGAACACTCGTGGCGAAGGCGGCCACCTGGACCAGTACTGACGCTGAGGCACGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGCTCAC 
TTCGGAGCTCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGCAGAACCT 
TACCTGGCCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCT 
TAGTTGCCAGCACTTCGGGTGGGAACTCTAAGGAGACCGCCGGCGACAAGCCGGAGGAAGGTGGGGATGA 
CGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTGGGGACAGAGGGCTGCGA 
TCCGGCGACGGTGAGCCAATCCCAGAAACCCCATCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCATG 
AAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTCTGTTGCACCAGAAGCAGGTAGCTTAACCGCA 


>gi|219846224|ref|NR_025814.1| Sphingopyxis flavimaris strain SW-151 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGAGATCTTCGGATCTAGTGGCGCACGGGTG 
CGTAACGCGTGGGGATCTACCATGGGGTGCGGAATAACTCAGAGAAATTTGAGCTAATACCGCATAATGT 
CTTCGGACCAAAGATTTATCGCCCTTTGATGAACCCGCGTAGGATTAGCTTGTTGGTGAGGTAAGAGCTC 
ACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCGCGTAGGCGGTTACTCAAGTCAGAGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCTTTGAAACT 
AGGTGACTAGAATCTTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACTCGCTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGCTAGGGCCCACAGGGCTTTGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCGTTTGA 
CATCCTGATCGCGGATTNCAGAGATGGTTTCCTTCAGCTCGGCTGGATCAGTGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCA 
CCATTTAGTTGGGCACTCTAAAGAGACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTACACGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCTACTTCGCGAGA 
AGATGCTAATCTCTAAAAACCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTTGGATCAACCCGAAGCTGGTGCGCTAACTCGCAAGAGAGGCAGCCAACCACGGTGGGTTCAG 
CGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846223|ref|NR_025813.1| Photobacterium lipolyticum strain M37 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAAGAAGCTTGCTTCTTTGCTG 
ACGAGCGGCGGACGGGTGAGTAATGCCTGGGAATATGCCTTAGTGTGGGGGATAACTATTGGAAACGATA 
GCTAATACCGCATAACGTCTACGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCGCTAAGATTAGCCCAG 
GTGGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCAACGATCCCTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GGGAAACCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTG 
AGGAAGGGTGTGTAGTTAATAGCTGTACATCTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGCG 
GTTAGTTAAGCGAGATGTGAAAGCCCGGGGCTCAACCTCGGAACAGCATTTCGAACTGGCTAACTAGAGT 
CTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCG 
AAGGCGGCCCCCTGGACAAAGACTGACGCTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACG 
CGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGC 
CAGCGGAGACGCAGGTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACGTAATGGTGGGAA 
CTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCTGCCAACCAGCGATGGTGAGCGAATCCCAC 
AAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGA 
ATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTG 
CACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTC 
GTAACAAGGTAGCCCTAGGGGAACCTGG 


>gi|219846222|ref|NR_025812.1| Pontibacillus chungwhensis strain BH030062 16S ribosomal RNA, partial 
sequence 
GTGCCTAATACATGCAAGTCGAGCGCGTGAAACAACATGATCCCTTCGGGGTGATTGTTGTGGATCGAGC 
GGCGGACGGGTGAGTAACACGTGGGCAACCTACCCATGAGATCGGGATAACTCCGGGAAACCGGAGCTAA 
TACCGAATAACCCAGTGAACTGCATGGTTCACTGGTAAAAGGCGGTTTCGGCCGTCACTCATGGATGGGC 
CCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGG 
TGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCA 
ATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGGATCGTAAAGTTCTGTTGTT 
AGGGAAGAACAAGTACCAGAGGAAATGCTGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCA 
GGCGGTTTCTTAAGTCTGATGTGAAAGCCCACAGCTCAACTGTGGAGGGCCATTGGAAACTGGGGAACTT 
GAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGT 
GGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGTTGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGAAGT 
TAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAAGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGTCTTGACATCTTCC 
GCTATCCCTAGAGATAGGGAGTTCCCTTCGGGGACGGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTTAGTTGCCAGCATTCAGTTGG 
GCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTA 
TGACCTGGGCTACACACGTGCTACAATGGATGGTACAGAGGGCCGCGAGACCGCGAGGTCAAGCAAATCT 
CAAAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAAGCCGGAATCGCTAGTAATCG 
CAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGG 
CAACACCCGAAGTCGGTGAGGTAACCT 


>gi|219846221|ref|NR_025811.1| Salinimonas chungwhensis strain BH030046 16S ribosomal RNA, partial 
sequence 
CGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCATTTCTAGCTTGCTAGAAGATGACGAGCGG 
CGGACGGGTGAGTAATGCTTGGGAACTTGCCTTTGCGAGGGGGATAACCACTGGAAACGGTGGCTAATAC 
CGCATAATGTCTACGGACCAAAGGGGGCTTTCGGGCTCCTGCGCAAAGAGAGGCCCAAGTGAGATTAGCT 
AGTTGGTGGGGTAAAGGCTCACCAAGGCAACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGA 
TCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGCCAAG 
TAGTTAATACCTGCTTGGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCG 
GTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGCT 
AGATGTGAAAGCCCCGGGCTCAACCTGGGACGGTCATTTAGAACTGGCAGACTAGAGTCTTGGAGAGGGG 
AGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACTCCC 
TGGCCAAAGACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACA 
CCGTAAACGCTGTCTACTAGCTGTACGCGACTATAAGTTGTGTGTAGCGAAGCTAACGCGATAAGTAGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATGCAGAGAACTTTCCAGAGATGG 
ATAGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCCTTAAGTTGGGCACTCTAAGGAGACCG 
CCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACAC 
GTGCTACAATGGCGCATACAAAGGGCAGCAAGCCAGCGATGGTGAGCGGACCCCTTAAAGAATATCGTAG 
TCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCAGGTCAGAATACTGCG 
GTGAATACGTTCCCGGGCCTTGTACACGCCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAAGTGGTT 
AGCCTAA 


>gi|219846218|ref|NR_025808.1| Algoriphagus marincola strain SW-2 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAGCGGTAGAGATGCTTTCGGGTATCTTGAGAGC 
GGCGCACGGGTGCGTAACACGTATGCAACCTACCTTATACAGGGGGATAGCCCGGAGAAATCCGGATTAA 
TACCCCATGGCATCATTTAACTGCATGGTTTGATGATTAAAGATTTATCGGTATAAGATGGGCATGCGTC 
TGATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCC 
CCACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACG 
AGAGTCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCCTATTGGGTTGTAAACTGCTTTTATACGGGAA 
GAAAAGGCCCATGCGTGGGACATTGCCGGTACCGTATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTGATTAA 
GTCAGCGGTGAAAGACTCCGGCTCAACCGGAGCAGTGCCGTTGATACTGGTTGGCTTGAGTGCTGCAGGG 
GTACATGGAATTGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTG 
TACTGGGCAGCAACTGACGCTGATGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGATTACTCGCTGTTATGCCTTTAGGTGTAGCGGCCAAGCGAAAGCGTTAAGTAATC 
CACCTGGGGAGTACGCCGGCAACGGTGAAAC TCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAAGGAATGATTTGGAGACAG 
ATCAGTCAGCAATGACCTGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCCTATGTTCAGTTGCCAGCAAGTCAAGTTGGGGACTCTGGACAGACTG 
CCTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCGACACAC 
GTGCTACAATGGCGCATACAGCGGGTAGCGAACCGGCAACGGTGAGCCAACCTCTAAAAGTGCGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGC 
GGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGGCGG 
TAACCGTAAGGAGCCGTTTAGGGTAGAACCGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGA 
AGGTGC 


>gi|219846217|ref|NR_025807.1| Aeromonas molluscorum strain 848 16S ribosomal RNA, partial sequence 
AGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGA 
AAGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGGATCTGCCCAGTCGAGG 
GGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCC 
TTTCGCGATTGGATGAACCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCC 
CTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGG 
TTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTGATGCCTAATACGTATCAACTGTGACGTTACTCGCAGA 
AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCA 
TTTAAAACTGTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAG 
ATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGC TCAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGA 
GACGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TGGCCTTGACATGTCTGGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAATCAGAACACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGT 
TGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGT 
CAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCT 
AGCGATAGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAG 
TCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGT 
GATTCATGACTGGGGTGAAGTCGTAACAAGGTAACC 


>gi|219846216|ref|NR_025806.1| Idiomarina ramblicola strain R22 16S ribosomal RNA, partial sequence 


TTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGCCTAGAAGCTTGCTTCTCTGCTG 
ACGAGCGGCGGACGGGTGAGTAAGACTTGGGAATTTGCCTTTAGGCGGGGGACAACCACGGGAAACTGTG 
GCTAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACACCTAAAGATGAGCCCAA 
GCGGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGAT 
CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGACG 
AGGAAGGGTGTTGTATTAATAGTGCAGCACATTGACGTTAGTCGCAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGTAGGCG 
GCGTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTTGAACTGGCATGCTAGAGT 
CCTGAAGAGGGTGGTAGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATACCAGTGGCG 
AAGGCGGCCACCTGGTCAGAGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCATTAAGACGTGAGTAACGCAGCTAACG 
CACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGTGAATT 
TTCCAGAGATGGATTAGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCGCGTAATGGCGGGAA 
CTCTGGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGG 
GATGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCAGCAAGCCAGCGATGGTTAGCGAATCTCAT 
AAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGG 
ATCAGAATGCCACGGTGAATACGTTGCCCGGGCCTTGTACACACCGCCCGTCATCATCCATGGGAGTGGG 
NTGCACCAGAAGTGGTTAGTTTAACCTTTCGGGAGAACGATTCACCACCGGTGTGTTCA 


>gi|219846215|ref|NR_025805.1| Janibacter melonis strain CM2104 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCTTGGAGCTTGCTCTAAGGGGAT 
CAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCGGACTCTGGAATAAGCGCTGGAAACGGCGT 
CTAATACCGGATACGAGACGCAACCGCATGGTTAGCGTCTGGAAAGTTTTTCGGTCTGGGATGGACTCGC 
GGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGAC 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGG 
AAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGA 
AAATCCGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAAT 
TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCAC 
TACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAAC 
GTTGGGCGCTAGGTGTGGGACTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACACCCAGAGATGGGTGCC 
CCTTTTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAAAGGTGGGGACTCATAGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTAC 
AATGGCCGGTACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGAT 
TGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCA 
ACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACC 
GGAAGGTGC 


>gi|219846214|ref|NR_025804.1| Winogradskyella eximia strain KMM 3944 16S ribosomal RNA, partial sequence 
GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGAGAAGAGCTTGCTTTTTTGCTGACG 
AGTGGCGCACGGGTGCGTAACGCGTATACAATCTACCTTTTACAGGAGGATAGCCTTTAGAAATGAAGAT 
TAATATTCCATAGTAAGTTGACTTGGCATCAAGATAACTTTAAAGTTTCGGCGGTAAAAGATGAGTATGC 
GTTCTATTAGCTAGATGGTGTGGTAACGGCACACCATGGCGACGATAGATAGGGGCCCTGAGAGGGGGAT 
CCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGG 
GCGAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACGG 
GAAGAAACCTAGTCACGTGTGACTAGCTGACGGTACCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGC 
AGCCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGATA 
ATTAAGTCAGGGGTGAAAGTCTGCAGCTCAACTGTAGAATTGCCCTTGATACTGGTTATCTTGAATTATT 
GTGAAGTGGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCAATTGCGAAGG 
CAGATCACTAACAATATATTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGGTCACTAGCTGTTCGAATTTCGGTTTGAGTGGCTAAGAAAAATTGATAAG 
TGACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGCATTAGCTAG 
AGATAGCTATTTCTTCGGACTATCTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCA 
GGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAG 
ACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTAC 
ACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTATAAACCCTATCA 
CAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGA 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGT 
CCGTCACCGCAAGGAGCGGCCTAGGGTAAAAT 


>gi|219846213|ref|NR_025803.1| Winodgradskyella epiphytica strain KMM 3906 16S ribosomal RNA, partial 
sequence 

ACGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGAGAAAAGCTTGCTTTTTTGCTGACGAG 
TGGCGCACGGGTGAGTAACGCGTATACAATCTACCTTCCACAGGGGGATAGCCTTTAGAAATGAAGATTA 


ATATCCCATGGTAAATTTGAATGGCATCATTTGAATTTTAAAGCTTCGGCGGTGGAAGATGAGTATGCGT 
TCTATTAGCTAGATGGTGTGGTAACGGCACACCATGGCTACGATAGATCGGGGCCCTGAGAGGGGGATCC 
CCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGC 
GAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGA 
AGAAACCTCTCCACGTGTGGAGAGCTGACCGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGATAATT 
AAGTCAGGGGTGAAAGTCTGCAGCTCAACTGTAGAATTGCCCTTGATACTGGTTATCTTGAATTATTATG 
AAGTGGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCGATTGCGAAGGCAG 
ATCACTAATAATATATTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGGTTACTAGTTGTTCGGACTTCGGTCTGAGTGACTAAGCGAAAGTGATAAGTAA 
CCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGCATTAGGTGGAGA 
CACTTAATTTCTTCGGACTATCTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGG 
TTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAACGAGTCATGTCGGGAACTCTAACAAGAC 
TGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACAC 
ACGTGCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTATAAACCCTATCACA 
GTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCC 
GTCACCGCAAGGAACGGCTTAGGGTAA 


>gi|219846212|ref|NR_025802.1| Winogradskyella thalassocola strain KMM 3907 16S ribosomal RNA, partial 
sequence 
GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGAGAAGAGCTTGCTCTTTTGCTGACG 
AGTGGCGCACGGGTGAGTAACGCGTATACAATCTACCTTTTACAGGGGGATAGCCTTTAGAAATGAAGAT 
TAATATCCCATAGTAAGTAGTTTTGGCATCAAGACAACTTTAAAGTTTCGGCGGTAAAAGATGAGTATGC 
GTTCTATTAGCTAGATGGTGTGGTAACGGCACACCATGGCAACGATAGATAGGGGCCCTGAGAGGGGGAT 
CCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGG 
GCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACAG 
GAAGAAACCTCAGAACGTGTTCTGAGCTGACGGGACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGATAA 
TTAAGTCAGGGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGGTTATCTTGAATTATTG 
TGAAGTGGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCAATTGCGAAGGC 
AGATCACTAACAATATATTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGGATACTAGCTGTTCGGTTTTCGGACTGAGTGGCTAAGCGAAAGTGATAAGT 
ATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGCATTAGGTGGA 
GACACTTAATTTCTTCGGACTATCTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCA 
GGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAG 
ACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTAC 
ACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTATAAACCCTATCA 
CAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGA 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGT 
CCGTCACCGTAAGGANCGGCTTAGGGTAA 


>gi|219846211|ref|NR_025801.1| Kangiella aquimarina strain SW-154 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGCAGCACGAGAAAGCTTGCTTTCTTGGTG 
GCGAGTGGCGGACGGGTGAGTAACACGTAGGAATCTACCGAGTAGCGGGGGATAGCCCGGAGAAATCCGG 
ATTAATACCGCATGTGCACTTCGGTGTAAAGAGGGCCTCTTCTTGAAAGCTCTCACTATTCGATGAGCCT 
GCGTCAGATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCAACGATCTGTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAATAG 
GGAGGAAGGCTTAATGGTTAATACCCATTGAGATTGACGTTACCTATAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGG 
CGGATGATTAAGTCAGCATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGAGACTGGTCGTCTAG 
AGTACAGAAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACATCAGTG 
GCGAAGGCGACCCCCTGGGCTGATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACAGGATTAGATA 
CCCTGGTAGTCCACAGCCGTAAACGATGTCTATTAGCTGTTGGGTATATTAAGATACTTAGTGGCGCAGC 
AAACGCGATAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGTCTTGACATCCAGA 
GAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCTAACATTAAGTTGA 
GAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTA 
CGACCTGGGCTACACACGTGCTACAATGGGCAGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCT 
CTTAAAGCTGTTCGTAGTCCGGATTGTACTCTGCAACTCGAGTACATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGT 
TTGCACCAGAAGTAGCTAGCTTAACATTGGGCGGTTACCACGGTGTGGTCAATGACTGGGGTGAAGTCGT 
AACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846210|ref|NR_025800.1| Marinobacter daepoensis strain SW-156 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGGGGTAGCTTGCTACCCGCTGAC 
GAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCCAGTAGTGGGGGACAACAATCGGAAACGGTTGC 
TAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGAGCCTAAGT 
CGGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCA 


GCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGG 
GAANCCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTAGGGAG 
GAAAACCTTATGGTTAATACCCATAGGGCTTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGT 
TTGGTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTGCCAGGNTAGAGTGT 
GGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACNCCAGTGGCGAA 
GGCGGCTNCCTGGNCCAACACTGACACTNAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGGATCTTGAATCCTTAGTGGCGCAGCTAACGCA 
CTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATCCTGCGAACTTT 
CTAGAGATAGATTGGTGCCTTCGGGAACGCAGTGACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTGGTTGCTAGCAGGTAATGCTGAGAACT 
CCAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTACGGCC 
AGGGCTACACACGTGCTACAATGGTGCGTACAGAGGGCTGCCAACTCGCGAGAGTGAGCCAATCCCTTAA 
AACGCATCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCGAAT 
CAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCA 
CCAGAAGTAGTTAGTCTAACCTTCGGGAGGACGATTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGT 
AACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846209|ref|NR_025799.1| Marinobacter flavimaris strain SW-145 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGATCTAGCTTGCTAGATGCTGAC 
GAGCGGCGGACGGGTGAGTAATGCATAGGAAACTGCCCAGTAGTGGGGGATAGCCCGGGGAAACCCGGAT 
TAATACCGCGTACGCCCTTCGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGTGCCTATGT 
CGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCA 
GCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGG 
GCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGAGGAG 
GAAAACTCTGCGACTAATACTCGTAGGGCTTGACGTTACTCACAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGT 
TTGATAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTGTCAGGCTAGAGTAT 
GGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAA 
GGCGGCTACCTGGACCAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGACTCTTGAAGTCTTAGTGGCGCAGCTAACGCA 
CTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATGCAGAGAACTTT 
CCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTAGTTGCTAGCAGTTCGGCTGAGAACTC 
TAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTACGGCCA 
GGGCTACACACGTGCTACAATGGTGCGCACAGAGGGC TGCAAACCCGCGAGGGGGAGCCAATCTCACAAA 
ACGCATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATC 
AGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCAC 
CAGAAGTGGTTAGTCTAACCTTCGGGAGGACGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846208|ref|NR_025798.1| Psychrobacter alimentarius strain JG-100 16S ribosomal RNA, partial 
sequence 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGAC 
GAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAAT 
TAATACCGCATACGACCTACGGGAGAAAGGGGGCAACTTGTTGCTCTCGCTATTAGATGAGCCTAAGTCG 
GATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGC 
CACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGA 
AACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGA 
AGACTCTTCGGTTAATACCTGGAGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAG 
CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTT 
GATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGTCAGGCTAGAGTAGGT 
GAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGG 
CAGCCTTCTGGCATCATACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAAT 
AAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGC 
AGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCT 
AAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAG 
GGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAAG 
CCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCA 
GAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACC 
AGAAGTGGTTAGCCTAACCGTAAGGAAGGCGATCACCACGGTGTGGTTGATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846207|ref|NR_025797.1| Agromyces salentinus strain 20-5 16S ribosomal RNA, partial sequence 
TGCTCTGGGGGATTACTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAAGCG 
TTGGAAACGACGTCTAATACCGGATAGGACCTCGGATCGCATGATCTGGGGTGGAAAGTTTTTCGGTCTG 
GGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCC 
TGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGTCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 


TATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACC 
GCTTTTAGTAGGGAAGAAGGGCTTCGGCTTGACGGTACCTGCAGAAAAAGGACCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCTGCTGTGAAATCTGGAGGCTCAACCTCCAGCCTGCAGTGGGTACGGGCAGACTAGAGTGCG 
GTAGGGGAGAATGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG 
GCAGTTCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
GTAGTCCCACGCCGTAAACGTTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCCGTGTCCGTAGCTA 
ACGCCATTAAGCGCCCCCCCCTTGGGGAGTACCGGCCGCAAGGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATAA 
CCGAGAACTCCGCAGAAATGTGGAACTCTTTGGAACACTCGGTTACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGCATGTTGCCAGCACGTAAT 
GGTGGGAACTCATGTGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCG 
AATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGT 
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAA 
AGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCG 


>gi|219846206|ref|NR_025796.1| Clostridium jejuense strain HY-35-12 16S ribosomal RNA, partial sequence 
GCTTAACACATGCAAGTCGAACGGAGTTAAAAGCGGAAGTTTTCGGATGGAAGCTTTTAACTTAGTGGCG 
GACGGGTGAGTAACGCGTGGGTAACCTGCCTTATACAGGGGGATAACAGCCGGAAACGGCTGCTAATACC 
GCATAAGCGCACAGTGCTGCATGGTACGGTGTGAAAAGATTTATCGGTATAAGATGGACCCGCGTCTGAT 
TAGCTAGTTGGTAAGGTAACGGCCTACCAAGGCAACGATCAGTAGCCGGCTTGAGAGAGTGAACGGCCAC 
ATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAC 
CCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAACG 
GGAGGCAACTCCTTTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGATGTAAGTCAGATGT 
GAAAGCCCGGGGCTCAACTCCGGGACTGCATTTGAAACTATGTTGCTAGAGTGCAGGAGAGGTAAGTGGA 
ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT 
GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGAATACTAGGTGTTGGGGAGCAAAAGCTCTTCGGTGCCGTCGCAAACGCATTAAGTATTCCACCT 
GGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCCTGACCGGTCCGTAACGGGACCT 
TTCCTTCGGGACAGGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCATGTTATGGTGGGCACTCTAGGGAGACTGCCA 
GGGATAACCTGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCTACACACGTG 
CTACAATGGTGACTACAAAGGGAAGCAGCCTCGTGAGAGTGAGCAAATCCCAAAAAGGTCATCTCAGTTC 
GGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTG 
AATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGAAATGCCCGAAGTCTGTGAC 
CCAACCGTAAGGAGGGAGCAGCCGAAGNCAGGTTC 


>gi|219846205|ref|NR_025795.1| Desulfatibacillum alkenivorans strain PF2803 16S ribosomal RNA, partial 
sequence 
AGAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGAGAACTCCC 
TTGCTTGCAAGGGATAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTTGGATTCGGGA 
TAACATTGCGAAAGCGGTGCTAATACCGGATAATATTCGCATGTCTTAGGATGTGCGGATCAAAGATGGC 
CTCTACATGTAAGCTATTGTCTGAGGAGGAGCTCGCGTACCATTAGCTAGTTGGTGGGGTAAAGGCCCAC 
CAAGGCTCCGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGACTC 
CTACGGGAGGCAGCAGTGAGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGA 
TGAAGGCCTTCGGGTCGTAAAGCTCTGTCAAGTGGGAAGAACCTGCTTCTGATTAATACTCAGGAGTACT 
GACGGTACCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCG 
TTATTCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGCCGTTTAAGTCAGATGTGAAATCCCGGGGCTT 
AACCCCGGAAGTGCATTTGATACTGGATGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGAG 
GTGAAATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAG 
GCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTTGATCACTAGG 
TGTAGCGGGTATTGACCCCTGCTGTGCCGCAGCTAACGCATTAAGTGATCCGCCTGGGGAGTACGGCCGC 
AAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATCGACGCAAC 
GCGCAAAACCTTACCTGGATTTGACATCTCGGGAATCTCTTTGAAAGAAGAGAGTGCCCTTCGGGGAGCC 
CGATGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCCTATGTTTAGTTGCCATCATTGAGTTGGGCACTCTAAATAGACTGCCCCGGTTAACGGGGAGGA 
AGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGATCGCAC 
AAAGGGCAGCGAACTCGCGAGAGTAAGCCAATCCCAAAAAACGGTCCTCAGTTCGGATTGGAGTCTGCAA 
CTCGGCTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGAGAGTTGGCTGTACCAGAAGTCGTCGGGCTAACCTTCGGGAGGC 
AGGCGCCTAAGGTATGGTTGATAATTGGGGTGAAGTCGTAACAAGGTAACCGTA 


>gi|219846204|ref|NR_025794.1| Shewanella aquimarina strain SW-120 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCAAAAGCTTGCTTTTGAAGA 
TGACGAGCGGCGGACGGGTGAGTAATGCCTAGGGAACTGCCCAGTCGAGGGGGATAACAGTTGGAAACGA 
CTGCTAATACCGCATACGCCCTACGGGGGAAAAGAGGGGATCTTCGGACCTTCTGCGATTGGATGTACCT 
AGGTGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGTTCTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGA 
GGAGGAAAGGTTAACGGTTAATACCCGTTAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTCG 


TGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGG 
CGGTTGATTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGTCAACTAGA 
GTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGG 
CGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAATTTGGTGTCTTGAACACTGGGTTCTCAAGCTAA 
CGCATTAAGTAGACCGCCGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAC 
TTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTT 
GTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTACTTGCCAGCGGGTAATGCCGGGA 
ACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACG 
AGTAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCA 
CAAAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTA 
GATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCT 
GCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGT 
CGTAACAAGGTAGCCCTAGGGGAACCTGG 


>gi|219846203|ref|NR_025793.1| Shewanella marisflavi strain SW-117 16S 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAAGAAAGCTTGCTTTCTTTGC 
TGACGAGCGGCGGACGGGTGAGTAATGCCTAGGGAACTGCCCAGTCGAGGGGGATAACAGTTGGAAACGA 
CTGCTAATACCGCATACGCCCTACGGGGGAAAAGAGGGGACCTTCGGGCCTTCTGCGATTGGATGTACCT 
AGGTGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGTTCTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGA 
GGAGGAAAGGTTAAGTGTTAATAGCGCTTAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGG 
CGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGA 
GTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGG 
CGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAATTTGGTGTCTTGAACACTGGGTTCTCAAGCTAA 
CGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAA 
TTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTACTTGCCAGCGGGTCATGCCGGG 
AACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTAC 
GAGTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTC 
AGAAAGCTCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGT 
GGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGC 
TGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCCTAGGGGAACCTGG 


ribosomal RNA, partial sequence 


>gi|219846202|ref|NR_025792.1| Glycomyces algeriensis strain NRRL B-16327 16S ribosomal RNA, partial 


sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCTTCACACATGCAAGTCGAACGGAAAGGCCCGCTTGCGGGTACT 
CGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCCCATCTCTGGGATAACCGTTGGAAACGGCG 
GCTAATACCGGATACGACCACCTTCCGCATGGTTGGTGGTGGAAAGTTTTTGCGGTTGGGGAGGGACCCG 
CGGCCTATCAGCTTGTTGGTGCGGTAGTGGCGCACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGCGG 
TCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATG 
GGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTTCGGGTTGTAAACCTCTTTTATCCAC 
CACGAAGGCTCCGTATTCGCGGGGTTGACGGTAGTGGTTGAATAAGCGCCGGCTAACTACGTGCCAGCAG 
CCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTGATT 
GCGTCCGCCGTGAAAGGCCTCGGCTTAACCGGGGTTTTGCGGTGGATACGGGTCGACTTGAGGCAATTAG 
GGGAGATCGGAATTCTACGTGTAGCGGTGAAATGCGCAGATATGTGGAGGAACACCGGTGGCGAAGGCGG 
ATCTCTGGGATTGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCATGCTGTAAACGGTGGGCGCTAGGTGTGGGGTCACGTTGGTTGATTCTGTGCCGTAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACATCACCCGGAAACCTCT 
AGAGATAGAGGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCGTGTTGCCAGCATTCAGTTGGGGACTCACGGGAG 
ACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGTCTAGGGCTTC 
ACGCATGCTACATTGGCCGGTACAGCGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTGTAAAGCCGGT 
CTTGGTTCGGATTCGAGTCTGCAACTCGACTCGATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGCAACACCCGAA 
GCCTGCGGCCTAACCGGTTTACCGGAGGGAGTGGTCGAAGGTGGGGCTGGCGATTAGGACGAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTGCG 


>gi|219846201|ref|NR_025791.1| Glycomyces arizonensis strain NRRL B-16153 16S ribosomal RNA, partial 


sequence 

ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTCACACATGCAAGTCGAACGGAAAGGCTCCTTCGGGA 
GTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCCCATCTTCGGGATAACTGCTGGAAA 
CGGCGGCTAATACCGGATACGACTTGGTCTCGCATGGGACTGGGTGGAAAGCTTTTGTGGTTGGGGAGGG 
GCTCGCGGCCTATCAGCTGGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAG 
GGCGGTCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCA 
CAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTTCGGGTTGTAAACCTCTTTTA 


TCCATGACGAAGGCCAGCTTTTTGGTTGGTTGACGGTAGTGGTTGAATAAGCGCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGC 
TCGTCGCGTCTGTCGTGAAAGGCTCCGGCTTAACCGGGGTTTTGCGGTGGATACGGGCGGGCTTGAGGCC 
AGTAGGGGAGATCGGAATTCTACGTGTAGCGGTGAAATGCGCAGATATGTGGAGGAACACCGGTGGCGAA 
GGCGGATCTCTGGGCTGGTGCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCATGCTGTAAACGGTGGGCGCTAGGTGTGGGGCCACGTTGGTTGGTTCTGTGCCGTAGCTAACG 
CATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCACCCGGAAA 
GCCTTGGAGACAAGGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCGTGTTGCCAGCAAGTAGTGTTGGGGACTC 
GCGGGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGTCCA 
GGGCTTCACGCATGCTACATTGGCCGGTACAGCGGGTTGCGATACCGTGAGGTGGAGCGAATCTCTGTAA 
AGCCGGTCTTGGTTCGGATTCGAGTCTGCAACTCGGCTCGATGAAGGTGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGCAAC 
ACCCGAAGCCTGCGGCCCAACCCGTTTACGGGAGGGAGTGGTCGAAGGTGGGGCTGGCGATTAGGACGAA 
GTCGTAACAGGTAGCCGTACCGGAAGGTG 


>gi|219846200|ref|NR_025790.1| Glycomyces lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial 
sequence 
GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTCACACATGCAAGTCGAACGGAAAGGCCCGCT 
TGCGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCCCATCTCTGGGATAACCGTT 
GGAAACGGCGGCTAATACCGGATACGACCACCTTCCGCATGGTTGGTGGTGGAAAGTTTTTGCGGTTGGG 
GAGGGGCCCGCGGCCTATCAGCTTGTTGGTGCGGTAGTGGCGCACCAAGGCTTTGACGGGTAGCCGGCCT 
GAGAGGGCGGTCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATT 
TTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTTCGGGTTGTAAACCTC 
TTTTATCCACCACGAAGGCCAGGTATTCGCCTGGTTGACGGTAGTGGTTGAATAAGCGCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAG 
GCGGTTGATTGCGTCCGCCGTGAAAGGCCTCGGCTTAACCGGGGTTTTGCGGTGGATACGGGTCGACTTG 
AGGCAATTAGGGGAGATCGGAATTCTACGTGTAGCGGTGAAATGCGCAGATATGTGGAGGAACACCGGTG 
GCGAAGGCGGATCTCTGGGATTGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATA 
CCCTGGTAGTCCATGCTGTAAACGGTGGGCGCTAGGTGTGGGGTCACGTTGGTTGATTCTGTGCCGTAGC 
TAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACATCACCC 
GGAAACCTCTAGAGATAGAGGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCGTGTTGCCAGCATTCAGTTGGGGA 
CTCACGGGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGT 
CTAGGGCTTCACGCATGCTACATTGGCCGGTACAGCGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTG 
TAAAGCCGGTCTTGGTTCGGATTCGAGTCTGCAACTCGACTCGATGAAGGTGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGC 
AACACCCGAAGCCTGCGGCCTAACCGGTTTACCGGAGGGAGTGGTCGAAGGTGGGGCTGGCGATTAGGAC 
GAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGC 


>gi|219846199|ref|NR_025789.1| Erythrobacter aquimaris strain SW-110 16S ribosomal RNA, partial sequence 
AACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGGTTAGTGGCGCACGGGTG 
CGTAACGCGTGGGAACCTGCCTTTAGGTTCGGAATAACTCAGAGAAATTTGAGCTAATACCGGATAATGT 
CTTCGGACCAAAGATTTATCGCCTTTAGATGGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCT 
ACCAAGTCGACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAA 
GCGCGCGTAGGCGGCGATCCAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGAAACT 
AGGTTGCTAGAATACTGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAG 
AACACCAGTGGCGAAGGCGACTCACTGGACAGTTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCTCATAGAGCTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGA 
CATCCTAGGACGGTTTCTGGAGACAGACTCCTTCCCTTCGGGGACCTAGTGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCATC 
ATTTAGTTGGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGTATCTACAGTGAGCAGCGATCCCGCGAGGGT 
TAGCTAATCTCCAAAAGATATCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGATTCACCCGAAGGTGGTGCGCTAACCTGCTTGCAGGAGGCAGCCAACCACGGTGGGTTCAG 
CGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 


>gi|219846198|ref|NR_025788.1| Thiomonas intermedia strain ATCC 15466 16S ribosomal RNA, partial sequence 
ACATGCAAGTCGAACGGCAGCGCGGGGCAACCTGGCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAA 
CGTGCCCTGTGATGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGACCTAAGGGTGAAAGTG 
GGGGATCGCAAGACCTCACGTCATAGGAGCGGCCGATGGCGGATTAGCTAGTTGGTGGGGTAAAGGCCTA 
CCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGGG 
ATGAAGGCCTTCGGGTTGTAAACCACTTTTGGCGGGGGCGAAATATCGAGTGCTAATACCATTCGGTGAT 
GACGGTACCCGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCG 


TTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTAAGTAAGACAGATGTGAAATTCCCGGGCTC 
AACCTGGGAACTGCATTTGTGACTGCTTGACTAGAGTGCGGCAGAGGGGAGTGGAATTCCGCGTGTAGCA 
GTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAACTCCCTGGGCCTGCACTGACGCTCAT 
GCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGT 
TGTTGGACGGGTTACTGTTCAGTAACGTAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAA 
GGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACG 
CGAAAAACCTTACCTACCCTTGACATGCCAGGAACTTACCAGAGATGGTTTGGTGCTCGAAAGAGAGCCT 
GGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGTCATTAGTTGCTACGCAAGAGCACTCTAATGAGACCGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTACACACGTCATACAATGGGCGGTACAGAGGG 
TTGCCAACCCGCGAGGGGGAGCCAATCCCTTAAAACCGCTCGTAGTCCGGATTGTAGTCTGCAACTCGAC 
TGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCACACCATGGAAGTGGGGTTTACCAGAAGTAGTTAGCTTAACCGCAAGG 


>gi|219846197|ref|NR_025787.1| Mycobacterium cosmeticum strain LTA-388 16S ribosomal RNA, partial 
sequence 
TTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGG 
GGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAA 
ACTGGGTCTAATACCGAATAGGACTCCGGCCTTCATGGGTTGGGGTGGAAAGCTTTTGCGGTGTGGGATG 
GGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGA 
GGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTC 
AGCACAGACGAAGCGCAAGTGACGGTATGTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTG 
TTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGA 
CTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCT 
GGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGC 
ATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCTGGTAGAGAT 
ATCAGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCGTAGGAGACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACA 
CATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTGTAAAGCCGGTCTC 
AGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCC 
GGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAG 
GTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846196|ref|NR_025786.1| Bacillus fordii strain R-7190 16S ribosomal RNA, partial sequence 
GTGCCTAATACATCGCAAGTCGAGCGGATGAAAGAGAGCTTGCTCTCTGGATTCAGCGGCGGACGGGTGA 
GTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACTT 
CTTTTCCCGCATGGGGAGAGGTTGAAAGACGGTTATGCTGTCACTTACAGATGGGCCCGCGGCGCATTAG 
CTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCT 
GACGGAGCAACGCCGCGTGAGTGACGAAGGCCTTCGGGTCGTAAAACTCTGTTATCAGGGAAGAACAAGC 
ATCGTTTAACTGACGGTGCCATGACGGTACCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCCGTAAAGCGCGCGCAGGCGGCTTCTTAAG 
TCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGGCAGTTGTGCAGAAGAGG 
AGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAAAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTC 
TCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCAAACGCATTAAGCA 
CTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGGTCTGGAG 
ACAGATCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGT 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTA 
CACACGTGCTACAATGGATGGTACAGAGGGCAGCGAGACCGCGAGGTGGAGCGAATCCCTTAAAACCATT 
CTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATG 
CCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAG 
TCGGTGGGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCG 


>gi|219846195|ref|NR_025785.1| Bacillus farraginis strain R-6540 16S ribosomal RNA, partial sequence 
AGTGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACCGGGATAACTTGCGGAAACGTGAGC 
TAATACCGGATAATTTCTTTCTTCGCATGAAGGAAGGTTAAAAGACGGTTATGCTGTCACTTACAGATGG 
GCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAACTCTGTTA 
TCAGGGAAGAATCCGTGCCGGAGTAACTGCCGGTGCGTTGACGGTACCTGACCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGCGGCTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGGC 
TTGAGTGCAGAAGAGAAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCA 
GTGGCGAAGGCGGCTCTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAG 


ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCA 
GCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCC 
AATGGCMGCTTTAGAGATAGAGCCTTCCCTTCGGGGACATTGGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTGAG 
TTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAGACCGCAAGGTGGAGCGA 
ATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
TTTGTAACACCCGAAGTCGGTGGCCTAACCGCAAGGAGGGAACCGCCGAAGGTGGGACAGATGATTGGGG 
TGAAGTCGTAACAAGG 


>gi|219846191|ref|NR_025781.1| Planococcus stackebrandtii strain K22-03 16S ribosomal RNA, partial 
sequence 
CGAACGCTGGCGGCGTGCCTAATACATACCAGTCGAGCGGAACCTTTGGAGCTTGCTTCATAAGTTTAGC 
GGCCGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAA 
TACCGAATAGTTTGTTTCACCTCCTGGTGAAACACGGAAAGACGGTTTCGGCTGTCACTGCAGGATGGGC 
CCGCGGGGGATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGG 
TGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCA 
ATGGACGCAAGTCTGACGGAGCAACCCCGCGTGAGTGACGAAGGTTTTCGGATCGTAAAACTCTGTTGTG 
AGGGAAGAACACGTACCAGCTAACTACTGGTACCTTGACGGTACCTCACCAGAAAGCCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGA 
CGGTCCTTTAAGTGTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAGGACTTGA 
GTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGG 
CGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTA 
ACGCATTAAGCACTCCCCCTGGGGAGTACGGCCCCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCCGTGGACCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTG 
CCCGGCGTAGAGATACGCTTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGG 
GCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGCCAACCCGCGAGGGGGAGCCAATCC 
CAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCG 
TGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTG 
TAACACCCGAAGTCGGTGAGGTAACCGTTCGCGGAGCCAGCCGCCGAAGGTGGGACAGATGATT 


>gi|219846190|ref|NR_025780.1| Alteromonas litorea strain TF-22T 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGATTAGCTTGCTAATCGCTGAC 
GAGTGGCGGACGGGTGAGTAATGCTTGGGAACTTGCCTTTGCGAGGGGGATAACAGTTGGAAACGACTGC 
TAATACCGCATAATGTCTTCGGACCAAACGGGGCTNCGGCTCCGGCGCAAAGAGAGGCCCAAGTGAGATT 
AGCTAGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACC 
CTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAAG 
TTAGTAGTTAATACCTGCTAGCCGTGACGTTAACAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTA 
AGCTAGATGTGAAAGCCCCGAGCTCAACTTGGGATGGTCATTTAGAACTGGCAGACTAGAGTCTTGGAGA 
GGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGAC 
TCCCTGGCCAAAGACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTC 
CACACCGTAAACGCTGTCTACTAGCTGTGTGTGCCTTTAAGGCTGTGCGTAGCGAAGCTAACGCGATAAG 
TAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATGCAGAGAACTTTCCAGA 
GATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTAGGTTGGGCACTCTAAGGA 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTA 
CACACGTGCTACAATGGCATTTACAGAGGGAAGCGAGACAGTGATGTGGAGCGGACCCCTTAAAGAATGT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGAATA 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAAG 
TAGTTAGTCTAACCTTCGGGAGGACGATTACCACTTTGTGTTTCATGACTGGGGTG 


>gi|219846189|ref|NR_025779.1| Vibrio ezurae strain HDS1-1 16S ribosomal RNA, partial sequence 
GGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTATCTGAACCTTC 
GGGGAACGATAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGAT 
AACTATTGGAAACGATAGCTAATACCGCATAACGTCTACGGACCAAAGAGGGGGACCTTCGGGCCTCTCG 
CTTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTA 
AAGTACTTTCAGTCGTGAGGAAGGCAGTATAGTTAATAGCTGTATTGTTTGACGTTAGCGACAGAAGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACCGCATTTGA 
AACTGGCAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTG 
AAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGT 
GGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAAT 


TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTC 
TTGACATCCAGAGAACTTTTCAGAGATGAATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCA 
GCGAGTAATGTTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGT 
CATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCCAACCAGCGA 
TGGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGCTCACCACTTTGTGGTTC 
ATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGCTG 


>gi|219846188|ref|NR_025778.1| Alicyclobacillus vulcanalis strain CsHg2 16S ribosomal RNA, partial 
sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCTCTTCGGAGGTCAGCGGCGGACGGG 
TGAGGAACACGTGGGTAATCTGCCTTTCAGACCGGAATAACGCCCGGAAACGGGCGCTAATGCCGGATAC 
GCCCGATGGGAGGCATCTCATGTCGGGGAAAGGGCCAACCGGTCCGCTGAGAGAGGAGCCCGCGGCGCAT 
TAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGGCCTGAGAGGGTGAACGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGCAAG 
CCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTTGCTCGGGGAGAGCG 
GCGCAGGGAGGGGAAAGCCCTGCGCGAGACGGTACCCGAGTGAGGAAGCCCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAAAACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGTCGA 
GCAAGTCTGGAGTGAAAGTCCGTGGCTCAACCATGGGATGGCTCTGGAAACTGCTTGACTTGAGTGCTGG 
AGAGGCAAGGGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCTGTGGCGAAGGC 
GCCTTGCTGGACAGTGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGACACACCCCAGTGCCGAAGGAAACCCAATAAG 
CACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACGGATGCAG 
AGATGCATCTTCCCTTCGGGGCAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTCAGTCCCGCAACGAGCGCAACCCTTGACCTGTGTTACCAGCGCGTGAGGGCGGGGACTCACAG 
GTGACTGCCGGCGTAAGTCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTGATGTCCTGGGCG 
ACACACGTGCTACAATGGGCGGTACAAAGGGAGGCGAAGCCGCGAGGCGGAGCGAAACCCAAAAAGCCGC 
TCGTAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCAT 
GCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCGGCAACACCCGAA 
GTCGGTGAGGTAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGGTCGATGATTGGGGT 


>gi|219846187|ref|NR_025777.1| Nocardioides aestuarii strain JC2056 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACG 
GGTGAGTAACACGTGAGTAATCTGCCCTTCACTCTGGGATAGCCACCGGAAACGGTGATTAATACCGGAT 
ATGACACACTTCTGCATGGAATGTGTGTGGAAACTTTTTTGGGTGGGGGATGTGCTCGCGGCCTATCAGC 
TTGTTGGTGGGGTAATGGCCTACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCTG 
ATCCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACCGACGAAGCGCAA 
GTGACGGTAGGTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAG 
CGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTCGCGTCGGGAGTGAAAACACCGGGC 
TTAACTCGGTGCTTGCTTTCGATACGGGCAGACTTGAGGTATGCAGGGGAGAACGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCATTACCTGACGCTG 
AGGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGTTGGGCGCTA 
GGTGTGGGATCCATTCCACGGGTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATG 
CAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAGCATCAGAGATGGTGCCCCTTTTTGTAGA 
TATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCGACAGCGAGCGCA 
ACCCTCGTCCTATGTTGCCAGCAACCACTTCGGTGGGTTGGGGACTCATGGGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGG 
CCGGTACAGAGGGCTGCGATCCTGTGAGGGTGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGG 
TCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCNCGTCACGAAAGTCGGCAACACCC 


>gi|219846186|ref|NR_025776.1| Nocardioides ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCACTTCGGTGGTACTCGAGCGGCGA 
ACGGGTGAGTAACACGTGAGTAATCTGCCCTTGGCTTTGGGATAGCCACCGGAAACGGTGATTAATACCG 
AATATGACCACTTCACGCATGTGATGGTGGTGGAAAGTTTTTCGGCCAGGGATGTGCTCGCGGCCTATCA 
GCTTGATGGTGAGGTAATGGCTCACCATGGCTTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGTCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCC 
TGATCCAGCAACGCCGCGTGAGGGATGACTGCCTTCGGGTTGTAAACCTCTTTCGGTGGGGACGAAGCGC 
AAGTGACGGTACCCACTAAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCG 
AGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTCGCGTCGGGAGTGAAAACGCCGT 
GCTTAACACGGCGCTTGCTTTCGATACGGGCAGACTAGAGGTATTCAGGGGAGAACGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGAATGACCTGACGC 
TGAGGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGTTGGGCGC 
TAGGTGTGGGGTCCATTCCACGGATTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCCTGCCGCTCCAGAGATGGGGCTTCTTTTGGGG 
GTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGG 


AAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTA 
CAAAGGGCTGCGATCCCGTAAGGGGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCA 
ACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCNCGTCACGAAAGTCGGCAACACCC 


>gi|219846185|ref|NR_025775.1| Pseudoalteromonas aliena strain KMM 3562 16S ribosomal RNA, partial 
sequence 
TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACA 
GAGRGKWGCTTGCWMCTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTG 
GGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCG 
CCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGC 
TGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTA 
AAGCACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTTCG 
AACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTG 
AAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCA 
AACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGGTCCTCGGACTTG 
TTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACT 
TGACATACAGMGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACKCTGATACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAG 
CAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACCTGCGAA 
GGTAAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAA 
TCGCTAGTAATCGCGTATCAGAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTGGGTTGCTCCAGAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCA 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGYTGGATCACCTCCTT 


>gi|219846184|ref|NR_025774.1| Serinicoccus marinus strain JC1078 16S ribosomal RNA, partial sequence 
GGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCCACTTCGGGATAAGCACTGGA 
AACGGTGTCTAATACTGGATGTGACATCAGCCTGCATGGGTTGGTGTGGAAAGATTTTTTGGTGGTGGAT 
GGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAG 
AGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTT 
CAGCCTTGACGAAGCCCTTTGGGGTGACGGTAGGGGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCG 
CGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGTGGGTACGGGCAGGCTAGAGTGTGGTAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGG 
TCTCTGGGCCATGACTGACGCTGAGAAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGTTGGGCGCTAGGTGTGGGTCCCATTCCACGGGGTCCGTGCCGCAGCTAACGCATTAA 
GCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGACGATCGCA 
GAGATGTGGTTTCCCTTTGTGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCAACACCTTTGGGTGGTTGGGGA 
CTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTACGT 
CTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATCCCGTGAGGGGGAGCGAATCCCAG 
AAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTA 
ACACCCGAAGCCGGTGGCCTAACCCCCTTTGTGGGGAGGGAGCTGTCGAAGGTGGGACTGGTGATTGGGA 
CTAAGTCGTAACAAGGTAGCC 


>gi|219846183|ref|NR_025773.1| Halomonas koreensis strain $S20 16S ribosomal RNA, partial sequence 
ACGATGGGAGCTTGCTCCCAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGT 
GGGGGATAACCTGGGGAAACTCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGA 
CCTTGCGCTATCGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCGCGAT 
CCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCG 
GGTTGTAAAGCACTTTCAGTGAGGAAGAAGGCTTGTGGGTTAATACCCCGCAAGAAGGACATCACTCACA 
GAAGAAGCACCCGGCTAACTCCGTGCCAGCAGCCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAAT 
TACTGGGCGTAAAGCGCGCGTAGGCGGCTTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAAC 
GGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGT 
AGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCG 
TGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGGTCC 
TCGAGACCTTTGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACT 
CAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCT 
TACCTACCCTTGACATCGAGCGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACGCTCAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCC 
TATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGA 
CGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTGGCAA 
TACCGCGAGGTGGAGCTAATCTCAAAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTG 
AAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCG 


CCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACTTCGGAGGGCGATCACCACGGT 


>gi|219846182|ref|NR_025772.1| Microbulbifer maritimus strain TF-17 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGAAAGTTCCTTCGGGAACAAGTAGAGCG 
GCGGACGGGTGAGTAACGCGTGGGAAATTGCCCAGTAGTGGGGGACAACAACCGGAAACGGTTGCTAATA 
CCGCATACGCCCTACGGGGGAAAGCGGGGGATCTTCGGACCTCGTGCTATTGGATATGCCCGCGTCGGAT 
TAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAGG 
CCCTAAAGTTAATACCTTTGGGGATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAGTT 
AAGCTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAGAACTGGCTGGCTAGAGTACGAGAG 
AGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGA 
CTGCCTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGTCTACTAGTCGTAGGGTTCCTTGAGGACTTTGTGACGCAGCTAACGCAATAAG 
TAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTCAGAACTTTGCAGA 
GATGCATTGGTGCCTTCGGGAACTGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCACTTCGGGTGGGAACTCTAGGG 
AGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTCCTGGGCT 
ACACACGTGCTACAATGGTTGGTACAGACGGTCGCTAAGCCGCGAGGTGGAGCTAATCCGAGAAAACCAA 
TCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAAT 
GTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAA 
GTGGCTAGTCTAACCTTCGGGAGGACGGTCACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAG 
GTAGCCCTAGGGGAACCTGG 


>gi|219846181|ref|NR_025771.1| Citricoccus alkalitolerans strain YIM 70010 16S ribosomal RNA, partial 
sequence 
TTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCTCCAGC 
TTGCTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTTCCCTTGACTCTGGGATAAGC 
CCGGGAAACTGGGTCTAATACCGGATACGACCTCCTATCGCATGGTATGGGGGTGGAAAGATTTATCGGT 
CTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCAGTAGGGAAGAAGCCTTCGGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCTGCCGTGAAAGTCCGGGGCTTAACCCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGCA 
GTAGGGGAGACCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG 
GCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGCAGCTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCCCGACCG 
GGCCAGAGATGGTCTTTCCCCTTTGGGGCGGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGAC 
TCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAA 
AAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAA 
CACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGAATAAGT 
CGTAACAAGG 


>gi|219846180|ref|NR_025770.1| Duganella violaceinigra strain YIM 31327 16S ribosomal RNA, partial 
sequence 
TGCAAGTCGAACGGCAGCGCGGGGGCAACCGTGGCGGCGAGTGGCGAACGGGTGAGTAATATATCGGAAC 
GTACCCAAGAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATACGATCTAAGGATGAAAGCAG 
GGGATCGCAAGACCTTGTGCTCCTGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAGGCCCAC 
CAAGGCAACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGAACTGAGACACGGTCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGA 
AGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAAAGGCTGTGGCTAATATCCACAGCTGCTG 
ACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGT 
TAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTCGTAAGTCTGTCGTGAAATCCCCGGGCTTA 
ACCTGGGAATGGCGATGGAGACTGCGAAGCTAGAGTTTGGCAGAGGGGGGTAGAATTCCACGTGTAGCAG 
TGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGTCAAAACTGACGCTCATG 
CACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTT 
GTTGGGTCTTAATTGACTTAGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGC 
GAAAAACCTTACCTACCCTTGACATGGCAGGNATCCCGGAGAGATTTGGGAGTGCTCGAAAGAGAACCTG 
CACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTCATTAGTTGCTACGCAAGAGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGG 
GATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGC 
CGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAGTGTATCGTAGTCCGGATTGTAGTCTGCAACTCGACT 
ACATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACA 
CACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTAGGTAGCTTAACCGCAAGGAGGGCGCTTAC 


CACGGTAGGATTCGTGACTGGGGTGAAGTCGTAACAAGG 


>gi|219846178|ref|NR_025768.1| Nocardiopsis salina strain YIM 90010 16S ribosomal RNA, partial sequence 
AGTCGAGCGGTAAGGCCCCTCTGGGGGCACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCC 
CCTGACTCTGGGATAAGCGGCGCAAACGCCGTCTAATACCGGATACGACCCTCCGGCTCATACCGTGGGG 
GTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAAAGGCCTACCAA 
GGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTG 
CGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGA 
CGGCCTTCGGGTTGTAAACTCCTTTTACCACTCACGCAGGCTCCCAGTTCTCTGGGGGTTGACGGTAGGT 
GGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAA 
TTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGTT 
TTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCG 
CAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGC 
ATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGGGCGCTAGGTGTGGGGACT 
TTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAAC 
CTTACCAAGGTTTGACATCACCCGTGGACCTGCAGAGATGTGGGGTCATTTGGTTGGCGGGTGACAGGTG 
GTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTC 
CATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAC 
GACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGTGGGCGTG 
CGATGCCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCC 
ATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGCGGCCCAACCCCTTTGTGGGAGGGAGTG 
AGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGT 


>gi|219846177|ref|NR_025767.1| Mycobacterium nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete 
sequence 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGG 
CGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGAATAGGACCACTTGGCGCATGCCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCA 
CACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAG 
GTCCGGGTTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGT 
TCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATGGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATA 
GGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCCCGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACAC 
ATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCA 
GTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCA 
GTGGCCTAACCCTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAG 
CCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCT 


>gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii strain SRL4225 16S ribosomal RNA, partial sequence 
GATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTGCGAGAAAGTTTCCTTCGGGAAATGAGTAGA 
GCGGCGCACGGGTGAGTAACGCGTGGATAATCTGCCCATCAGATCGGGATAACAGAAGGAAACCTCTGCT 
AATACCGGATACGCTTCATATTTAACTTTATGAGGGAAAGGTGGCCTCTGCTTGCAAGCTATCACTGATG 
GATGAGTCCGCGTCTCATTAGCTTGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGAGTAACTGGTCT 
GAGAGGATGATCAGTCACACTGGAACTGAAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCGCAATGGGGGAAACCCCGACGCAGCGACGCCGTGTGAGGGAAGAAGGCTTTAGGGTCGTAAACCTC 
TGTCAGGAGGGAAGAACCACATAAGATTTAATAAATCTTTTGTTCTGACGGGACCTCCAGAGGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAA 
GCGCGCGTAGGCGGCGATGTAAGTCAGGTGTGAAAGCCCTCGGCTCAACCGGGGAATTGCACTTGATACT 
GCATTGCTTGAGTATCGGAGAGGATGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGG 
AACACCAGTGGCGAAGGCGGCCATCTGGACGATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTCGGGGGCTAACCCCTTCGGTG 
CCGCAGTTAACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGACTTGAC 
ATCCTAGGAATCTCTAAGAAATTAGAGAGTGCCCTTCGGGGAATCTAGTGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATCAGTTGCCATCA 
CATAATGGTGGGCACTCTGGTGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGACGTCAAGTCAT 
CATGGCCCTTACGTCCAGGGCTACACACGTACTCCAATGGCGGATACAAAGGGTAGCGAAACCGCGAGGT 
GAAGCCAATCCCAAAAAGTCCGTCCCAGTCCGGATCGCAGTCTGCAACTCGACTGTGTGAAGTTGGAATC 
GCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGAAAGCTGGTTCTACCCGAAATCGACGGACTAACCTTCGGGAGGTAGTCGCCTACGGTAGGGCTAGTG 
ATTGGG 


>gi|219846175|ref|NR_025765.1| Desulfovibrio longus strain SEBR 2582 16S ribosomal RNA, partial sequence 
GATTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAAAGGGTCCTTCGGGACCTGAGTAGA 
GCGGCGCACGGGTGAGTAACGCGTAGGTGATCTACCCTTAGGATTGGGATAACAGTTGGAAACGGCTGCT 
AATACCGGATACGCTCCATATTTAGCTTTATGGGGGAAAGGTGGCCTCTGCATGCAAGCTACCACCTAAG 
GATGAACCTGCGTCTCATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGAGTAGCTGGTTT 
GAGAGGATGATCAGCCACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCTC 
TGTCAGAAGGGAAGAAACCCTTGAGGGCGAATAGGCCTTTTGGCTGACGGTACCTTCAGAGGAAGCACCG 
GCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAG 
CGCACGTAGGCGGCGCGGTCAGTCAGATGTGAAAGCCCTCGGCTCAACCGAGGAATTGCATTTGATACTG 
CCGTGCTCGAGTACTGGAGAGGCAGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGA 
ACACCAGTGGCGAAGGCGGCCTGCTGGACAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGGGTTCACCTTCGGTGCC 
GCAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACAT 
CCTGAGAACCCTCCCGAAAAGGAGGGGTGCCCTTCGGGGAATTCAGTGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTTCTAGTTGCCAGCACA 
TAATGGTGGGCACTCTAGTGAGACTGCCGGGGTTAACCCGGAGGAAGGTGGGGACGACGTCAAGTCATCA 
TGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGCACGTACAAAGGGTTGCTAAGCCGCGAGGCCA 
CGCCAATCCCAAAAAACGTGTCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGC 
TAGTAATCCCAGATCAGAATGCTGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAC 
GAAAGCTGGTTCTACC 


>gi|219846174|ref|NR_025764.1| Aquicella siphonis strain SGT-108 16S ribosomal RNA, partial sequence 
GGCGGCACGCCTAACACATGCAAGTCGAGCGGTAGCAGGGGCTAGTAGCAATACTAGCTGCTGACGAGCG 
GCGGACGGGTGAGGAATACGTAGGAACCTGCCCTCAAGCGGGGGATAACCAAGGGAAACTTTGGCTAATA 
CCGCATAATCTCGAGAGAGTAAAGCTGCCCGCGAGGGTGGCACTTGAGGAGGGGCCTGCGTCCGATTAGC 
TAGTTGGTGAGGTAAAGGCTCACCAAGGCGGTGATCGGTAACTGGTCTGAGAGGACGACCAGTCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTG 
ATCCAGCGATGCCGCGTGAGTGAAGAAGGCCCTCGGGTCGTAAAGCTCTTTAGGTTGGGAAGAAGTGTGC 
CCGGTGAATATCCGGGTATGTTGACGGTACCGACAGAATAAGCACCGGCAAACTCTGTGCCAGCAGCCGC 
GGTAATACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTAAGATGTGT 
GTGGTGTGAAAGCCCCGGGCTTAACCTGGGAAGTGCATCGCAAACTATCTAACTGGAGTATATGAGAGGG 
TGGCGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACGTCAATGGCGAAGGCAGCCAC 
CTGGCATAATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCTGTAAACGATGAGGACTAAATGTTGGTAGGGGAACCTATCAGTATTGAAGCTAACGCGATAAGTCTTC 
CGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTGCGAATCCCGATGAGAGTT 
GGGAGTGCCGAAAGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGG 
TTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTTAAGTTGGGGACTCTAAGGAGACT 
GCCGGTGAGGAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCTTTATGGGTAGGGCTACACA 
CGTGCTACAATGGGGCGTACAGAGGGTCGCGAACCCGCGAGGGGGAGCTAATCTCATAAAGCGTCTCGTA 
GTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAACGTCG 
CGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGGGAGTGGATGGTACCAGAAGTGGG 
TAGTTGAACCGAAAGGGAGACGCTTACCACGGTATGATTCATGACTGGGACGAAGTCGTAACAAGGTAGC 
CGTAGGGGAACC 


>gi|219846173|ref|NR_025763.1| Aquicella lusitana strain SGT-39 16S ribosomal RNA, partial sequence 
GGCGGCACGCCTAACACATGCAAGTCGAGCGGTAACAGGATCTGTAGCAATACAGATTGCTGACGAGCGG 
CGGACGGGTGAGGAACACGTAGGAACTTGCCTGGGAGAGGGGGATAACCAAGGGAAACTTTGGCTAATAC 
CGCGTAAACTCGAGAGAGCAAAGCTGCCCCGCACTTGTTGCGGGGTGGCGCTTCCAGAGAGGCCTGCGTC 
CGATTAGCTAGTTGGTGGGGTAAGAGCTCACCAAGGCGATGATCGGTAACTGGTCTGAGAGGACGACCAG 
TCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGG 
CAACCCTGATCCAGCGATGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAGCTCTTTAGGTTGGGAAG 
AAGTGTGTATGAGGATAATTCATGCACATTGACGGTACCGACAGAATAAGCACCGGCAAACTCTGTGCCA 
GCAGCCGCGGTAATACAGAGGGTGCAAGCGTTGATCGGAGTTACTGGGCGTAAAGGGCGCGTAGGCGGAT 
GAGTGTGTGTGATGTGAAAGCCCCGGGCTTAACCTGGGAAGCGCATCGCAAACTACTGATCTGGAGTATG 
GGAGAGGGTGATGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACGTCAATGGCGAAG 
GCAGTCACCTGGCCCAATACTGACGCTGAGGNGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCTGTAAACGATGAGGACTAGATGTTGATTGGGGAACCAAGCAGTATCGAAGCTAACGCGAT 
AAGTCTTCCGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTGCGAATCCCGA 
TGAGAGTTGGGAGTGCCGAAAGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAG 
ATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTAAGTTGGGGACTCTAA 
GGAGACTGCCGGTGAGGAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCTTTATGGGTAGGG 
CTACACACGTGCTACAATGGGGCGTACAGAGGGTAGCCAACCCGCGAGGGGGAGCCAATCTCAGAAAGCG 
TCTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGAATCAGC 
AACGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGGGAGTGGATGGTACCA 
GAAGTGGGTAGTTGAACCGAAAGGGTGACGCCTACCACGGTATGATTCATGACTGGGACGAAGTCGTAAC 
AAGGTAGCCGTA 


>gi|219846172|ref|NR_025762.1| Veillonella caviae strain PV1 16S ribosomal RNA, partial sequence 


GCAAGTCGAACGGAGCGAAATGGAAGCTTGCTTCTATGGAACTTAGTGGCGAACGGGTGAGTAACGCGTA 
ATCAACCTGCCCTTCAGAGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATACGATTCAACTTCGG 
CATCGAGGATGAATGAAAGGTGGCCTCTATTTATAAGCTATCGCTGAAGGAGGGGATTGCGTCTGATTAG 
CTAGTTGGAGGGGTAACGGCCCACCAAGGCGATGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCT 
GACGGAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTAATCGGGACGAAAGGTC 
CTCTTGTGAATAATTAGAGGGATTGACGGTACCGGAATAGAAAGCCACGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGATTAGTCA 
GTCTGTCTTAAAAGTTCGGGGCTAAACCCCGTGATGGGATGGAAACTGCTAATCTAGAGTATCGGAGAGG 
AAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTT 
TCTGGACGAAAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCT 
GGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTA 
CCCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATTGATGGACAGAACTAGAGA 
TAGTTCCTCTTCTTCGGAAGCCAGAAAACAGGTGGTGCACGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTATGTTGCCAGCACTTTGGGTGGGAACTCATGAGAG 
ACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTAC 
ACACGTACTACAATGGGAGTTAATAGACGGAAGCGAAGCCGCGAGGTGGAGCAAACCCGAGAAACACTCT 
CTCAGTTCGGATCGTAGGCTGCAACTCGCCTACGTGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATA 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGAAGTGCCCAAAG 
cc 


>gi|219846171|ref|NR_025761.1| Soehngenia saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 
AGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAAGTATATTTAAGTGAAGTTTTCGGAC 
GGAACTTAAATATATCTTAGCGGCGGACGGGTGAGTAACGCGTGAGCAACCTGCCTTTCACAAAGGGATA 
GCCTCGGGAAACTGGGATTAATACCATATGAAACTTAACTTTCGCATGAAAGATAAGTCAAAGCGAATAA 
GCGGTGAAAGATGGGCTCGCGTCCTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATAGGT 
AGCCGGCCTGAGAGGGTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGCCTTCGGGTC 
GTAAAGCTCTGTCCTAGGGGAAGATAATGACGGTACCCTAGGAGGAAGCCCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTCTG 
ATAAGTCAGATGTGAAAGGCGTAGGCTTAACCTATGTAAGCATATGAAACTGTCAGACTTGAGGTAAGGA 
GAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCAGTGGCGAAGGCG 
ACTTTCTGGACTTAAACTGACGCTGAGGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGTAGAAATATTCGGTGCCGCAGCTAACGCAATAAGCA 
CTCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGA 
GCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCCCCTGACATCACTAGAG 
TAGTGAGTTATCCTTTCGGGGATACAGGGACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTATTTAGTTGCCAGCATTAAGTTGGGCACTCTAGA 
TAGACTGCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGC 
TACACACGTGCTACAATGGTCGGTACAACGAGCAGCAAGCTAGCGATAGCAAGCGAATCTCTAAAAGCCG 
ATCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAGTTGCTAGTAATCGCGAATCAGCA 
TGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGTCAATACCCGA 
AGCCAGTGAGCTAACCAGAAATGGAGGCAGCTGTCGAAGGTAGGGCCAATGACTGGGGTGAAGTCGTAAC 
AAGGTAGCCGTATCGGAAGGTGCG 


>gi|219846170|ref|NR_025760.1| Mycobacterium parascrofulaceum strain HSC68 16S ribosomal RNA, partial 
sequence 
TCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGA 
TACTCGAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAAC 
TGGGTCTAATACCGGATAGGACCACTTGGCGCATGCCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGG 
CCCGCGGCCTATCAGCTAGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
CAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTT 
CGTGAAAACCGGGGGCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG 
GCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAG 
GCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACA 
TGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAG 
TGGCCTAACCCTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTA 


>gi|219846169|ref|NR_025759.1| Nocardia xishanensis strain AS 4.1860 16S ribosomal RNA, partial sequence 
GTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACAC 
GTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTGGAAC 


TGCATGGTTTCGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGT 
AATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC 
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTG 
TAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAAT 
TACTGGGCGTAAAGAGCTTGTAGGCGGTCTGTCACGTCTTCTGTGAAAACTCACAGCTCAACTGTGAGCT 
TGCAGGCGATACGGGCAGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGC 
AGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAAAGCG 
TGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCC 
TTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAAC 
CTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGG 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTT 
ATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACG 
ACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCG 
ATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGT 
GAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTC 
GAAGGTGGGAT 


>gi|219846168|ref|NR_025758.1| Mahella australiensis strain 50-1 BON 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAAAACATGCAAGTCGAACGGATATACTA 
ACATTAAGCGATTAATGGGAGTATATTAGTGGCGGACGGGTGAGTAACACGTGAACAACCTGCCCTGTAC 
AGGGGGATAACAGACCGAAAGGACTGCTAATACCCCATGAGACCACAGCATCGCAAGATGCGGGGGTCAA 
AGGAGCAATCCGGTATAGGAGGGGTTCGCGGCCCATTAGCTAGTTGGTGAGGGTAGAAGCCCACCAAGGC 
GACGATGGGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTTGGGGATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGG 
TCTTCGGATTGTAAACCTCTGTCGAGTGGGAAGAAAGAAATGACAGTACCACTGGAGGAAGCCCCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCG 
TGTAGGCGGTAGAGCAAGTCAGGTGTGAAACCCCCGGGCTCAACTCGGGGCATGCATCTGAAACTGCGAT 
ACTTGAGTGCAGGAGAGGGAAGCGGAATTTCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACAC 
CGGTGGCGAAGGCGGCTTTCTGGCCTGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAGCAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTAGGTGGTATCAAAGCCATCTGTGCCG 
AAGTTAACACATTAAGTATCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCAGCGGAGCGTGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTTTTGACATG 
CATATGAATTATGCAGAAATGCATGAGGCTTATCGAAAGATAAGACATATGCACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAG 
CACGTAGAGGTGGGCACTCTAACGAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGATCTGGGCTACACACGCGCTACAATGGCCGGAACAAAGAGGAGCGAAGCGGTAAC 
GCAGAGGGAATCTCAAAAAACCGGTCTCAGTTCAGATTGTGGGCTGCAACCCGCCCACATGAAGAAGGAG 
TTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGAGAGTCTACAACACCTTAAGCCGGTGAGCTAACCGCAAGGAGGCAGCCGTCCAAGGTGGGGTAGA 
TGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846167|ref|NR_025757.1| Cryptanaerobacter phenolicus strain LR7.2 16S ribosomal RNA, complete 
sequence 
AGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGGTTACA 
TTGAAACGCAAGTAGATATGTAACCTTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTGCCTGACTG 
ACCGGGACAACACCGGGAAACTGGTGCTAATACCGGATACGCTCACAGTGACACATGTTATAGTGAGGAA 
AGGGGAAACCCGCAGACAGATGGGTCCGCGTCCCATTAGCTAGTTGGTGGTGTAAGAGACTACCAAGGCG 
ACGATGGGTAGCCGGCCTGAGAGGGTGGACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAATGAAGAAGGC 
CTTCGGGTTGTAAAATTCTGTCTTCAGGGAAGAAAAAAATGACGGTACCTGAGGAGGAAGCCCCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGT 
GTAGGCGGTCATTTAAGTCAGAGGTGAAAACTACCGGCTTAACCGGTAGCCTGCCTTTGAAACTGGGTGA 
CTTGAGGGCAGGAGAGGGGAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACC 
AGTGGCGAAGGCGGCTCTCTGGCCTGTTTCTGACGCTGAGGCGCGAAAGCGTGGGTAGCGAACGGGATTA 
GATACCCCGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGT 
AGCTAACGCAATAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGTTTGACATCC 
TCTGACAGCGTATGAAAGTACGTTTTCTGGCTTCGGTCAGACAGAGAGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACGTTTAGTTGCTAACATG 
TAGTGATGAGCACTCTAGAAGAACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGAAGCGAAGCCGCGAGGTGG 
AGCAAATCCGATAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAATTCGCCTGCATGAAGTCGGAATCG 
CTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
CGAAAGCGAGCAACACCCGAAGCCGGTGACTTAACCCGAAAGGGAGAGAGCTGTCGAAGGTGGGGTTGGT 
GATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCT 


>gi|219846166|ref|NR_025756.1| Spiroplasma melliferum strain BC-3 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCCATTAGCGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGACATTTTCTGGCATCAGAGAATGTTAAAAGGTCCGTTTGGATCACTAA 


TGGATGAGGATGCGGCGTATTAGTTAGTTGGTGGGGTAATGGCCTACCAAGACAATGATACGTAGCCGAA 
CTGAGAGGTTGATCGGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTAGGGAA 
TTTTTCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGACTGAAGACGGTCTTCGGATTGTAAAGG 
TCTGTTGTAAGGGAAGAACAGTAAGTATAGGAAATGATACTTATTTGACGGTACCTTACCAGAAAGCCAC 
GGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA 
GCGTGCGCAGACGGTTTAACAAGTTTGGGGTCAAATCCTGGAGCTCAACTCCAGTTCGCCTTGAAAACTG 
TTAAGCTAGAGTGTAGGAGAGGTCGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGA 
ACACCAGTGGCGAAGGCGGTCGACTGGCCTATCACTGACGTTTAGGCACGAAAGCGTAGGGAGCAAATAG 
GATTAGATACCCTAGTAGTCTACGCCGTAAACGATGAGTACTAAGTGTCGGACTAAGTTCGGTGCTGCAG 
TTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCAG 
TGCAAAGCTGTAGAAATACAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGC 
CGTGAGGTGTTTGGTTAAGTCCAGTAACGAGCGCAACCCTTGCCGTTAGTTACTCCATTAAGTTGAGATA 
CTCTAACGGGACTGCTAGTGTAAGC TAGAGGAAGGTGGGGATGACGTCAAATCAGCATGCCCCTTATGTC 
TTGGGCTACACACGTGCTACAATGGTCGGTACAAAAAGTTGCGATCTCGTAAGAGGGAGCTAATCTGAAA 
AAGCCGATCTCAGTTCGGATTGAGGGCTGCAACTCGCCCTCATGAAGCCGGAATCGCTAGTAATCGCGAA 
TCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGATAA 
TACCAGAAGTCGGTATTCTAACCGCAAGGAGGAAGCCGCCCAAGGTAGGATTGATGATTAGGGTGAAGTC 
GTAACAAGGTATCCGTACGAGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846165|ref|NR_025755.1| Tepidimonas aquatica strain CLN-1 16S ribosomal RNA, partial sequence 
GGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGGGCCCTTCGGGGTGCCGGCGAGTGGCGAACGGG 
TGAGTAATGCATCGGAACGTGCCCAGAGGTGGGGGATAACGCAGCGAAAGCTGTGCTAATACCGCATGTG 
ATCTGAGGATGAAAGCGGGGGACCAAGCAGCAATGTTTGGCCTCGCGCCTCTGGAGCGGCCGATGTCAGA 
TTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAA 
GCCTGATCCAGCAATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGCTTTTGGTAGGAACGAAA 
AGCTCTGGGCTAATACCCTGGGGTGATGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTG 
CAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAATGGCGCTTGTGACTGCACGACTGGAGTGCGGCA 
GAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCA 
GTCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCGACTGGTTGTTGGGCCTTGAGTGGCTCAGTAACGAAGCTAACGCGTGAAG 
TCGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGCAGGAATCCTGCAGA 
GATGTGGGAGTGCTCGCAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTACAC 
ACGTCATACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCTACAAAACCGGTCG 
TAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCC 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTG 
GGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTACCGGAAGGTGCGGCTGGATCACC 


>gi|219846164|ref|NR_025754.1| Paenibacillus sanguinis strain 2301083 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTGATTGGGGAGCTTGCTCCCGGATCA 
CTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGTAAGCCTGGGATAACTAGCGGAAACGTT 
AGCTAATACCGGATAGTCAAGCCTCTCGCATGGGAGACTTGGGAAAGACGGAGCAATCTGTCACTTATGG 
ATGGGCCTGCGGCGCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGCGTAGCCGACCTG 
AGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 
TCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCT 
GTTGCCAGGGAAGAACGACCCTAAGAGTAACTGCTTAGGGAGTGACGGTACCTGAGAAGAAAGCCCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGCGGCTGTTTAAGTCTGGTGTATAACCTTGGGGCTTAACCTCAAGTGGCACTGGAAACTGGGCA 
GCTGGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACAC 
CAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCG 
AAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
TGAATGACCGCTCTAGAGATAGGGTTTTCCTTCGGGACATTCAAGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACTTTAGTTGCCAGCAGGTAA 
AGCTGGGCACTCTAGAGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGTCGCGAGATGGAGC 
GAATCCTAGAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGA 
GAGTTTACAACACCCGAAGTCGGTGAGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGATTG 
GGGTG 


>gi|219846163|ref|NR_025753.1| Methylobacillus pratensis strain F31 16S ribosomal RNA, partial sequence 
ATGCAAGTCGAACGGCAGCATGGAGTGCTTGCACTCTGATGGCGAGTGGCGAACGGGTGAGTAATATATC 
GGAACGTGTCCAATAATGGGGGATAACTAGTCGAAAGACTTAGCTAATACCGACATACGCCTGTGGGGGA 
AAGTGGGGGATCTTCGGCACCTCACGTTAATGGAGCTGCCGATATCTGATTAGCTAGTTGGTGGGGTAAA 
GGCCTACCATGGCGACGATCGGTAGCTGGTCTGAGAGCATGATCAGCCACACTGGGACTGAGACACGGCC 


CAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGAACAATGGGCGYAAGCCTGATCCAGCCATGCCGCG 
TGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGCAAGGGAAGAGAACTTACATAATGATAATATGT 
GAGGTTGACGGTACCTTGATAAGAAGCACCGGCTAACTACGTGCCAGAAGCCGCGGTAATACGTAGGGTG 
CGAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCACAGGCGGTTTTGCAAGTCAGATGTGAAAGCCCC 
GGGCTCAACCTGGGAACTGCGTTTGAAACTGCAAGGCTAGAGTATAGGAGAGGGAGGTAGAATTCCACGT 
GTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCAATGGCGAAGGCAGCCTCCTGGCCTAATATTGAT 
GCTCATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCA 
ACTAGTTGTTGGTGGAGTAAAATCCATGAGTAACGTAGCTAACGCGTGAAGTNGACCGCCTGGGGAGTAC 
GGYCGCAAGRTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATTATGTGGATTAATTCG 
ATGCAACGCGAAAAACCTTACCTGGCCTTGACATGCCACTAACGAAGCAGAGATGCATTAGGTGCTCGAA 
AGAGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTGCCGAATCAATTGCCGATCATTCAGTTGGGCACTTTATTGGGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGTAGACGTCAAGTCCTCATGGCCCTTATGGCCAGGGCTTCACACGTAATACT 
ATGGTCGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCTCAGAAAGCCGATCGTAGTCCGGATT 
GTAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAACATGTCACGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCCTAAC 
Cc 


>gi|219846162|ref|NR_025752.1| Syntrophomonas curvata strain GB8-1 16S ribosomal RNA, partial sequence 
AGAGTTTGATCGTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGATTATT 
AATGAAGCTTGCGATTTAATAATCTTAGTGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCATAAGA 
GGGGGATAACAGTTGGAAACGACTGCTAATACCGCATAAACTATTGAGGTGGCATGACCTTGATAGAAAA 
GATGGCCTCTGAATATGCTATCGCTTATGGATGGGCCCGCGTCTGATTAGCTGGTTGGTGGGGTAACGGC 
CTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGA 
GCGAAGAAGGCCTTAGGGTCGTAAAGCTCTGTTGTAAGGGACGAAAGTTCGTATTGCGAATAGTGATACG 
GAATGACGGTACTTACCAGCAAGCCCCGGCTTAAGTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCG 
AGCGTTGTCCGGAATTACTGGGCGTAAAGAGCACGTAGCGGATAACTAAGTCAGATGTGAAAGACCGGGG 
CCCAACCCTGGGGTTGCATCTGAAACTGGATATCTTGAGGGCAGGAGAGGGCAGTGGAATTCCTGGTGTA 
GCGGTGAAATGCGTAGAAATCAGGAGGAACACCAGTGGCGAAGGCGGCTGCCTGGACTTGACCCTGACGC 
TGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATAC 
TAGGTGTGGGAGGTATCGACCCCTTCCGTGCCGCAGCTAACGCAATAAGTATCCCGCCTGGGGAGTACGG 
TCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAT 
GCAACGCGAAGAACCTTACCAGGTCTTGACATCCAGAGGACCTTTGTGAAAGCAGGGGGTGCCTTCGGGA 
GCTCTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGCTATTAGTTGCTAACAGGCAAAGCTGAGCACTCTAATGGGACTGCCCGTGACAAGCGG 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGATCTGGGCTACACACGTGCTACAATGGAT 
GGTACAGAGAGCAGCGAGACTGCGAAGTGGAGCGAATCTCAAAAAGCCATTCTCAGTTCGGATTGCAGTC 
TGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCAACACCCGAAGCCGGTGACTCAACTAGCAA 
TAGAGAGAGCCGTCGAAGGTGGGGTTGGTGATTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGT 
GCGGCTGGATCACCTCCTT 


>gi|219846161|ref|NR_025751.1| Maribacter ulvicola strain KMM 3951 16S ribosomal RNA, partial sequence 
GATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGCAGCGAGTCTAGCTTGCTAGATGTCGGC 
GACCGGCGCACGGGTGCGCACCGCGTATGGAACCTACCTTGTACAGGGGAATAGCCCAGGGAAACTTGGA 
TTAATGCCCCGTGGTACTGTTGATCGGCATCGATCGGCAGTTAAAGCCTTCGGGCGGTACAAGATGGCCA 
TGCGTCCCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTACGATGGGTAGGGGCCCTGAGAGGGG 
GATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAA 
TGGAGGAGACTCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATA 
CGGGAAGAAAAAGAGCTACGTGTAGCTTACTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGG 
CCGATAAGTCAGGGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGTTGGTCTTGAGTTA 
TAGTGAAGTTGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAA 
GGCAGGTGACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGGTCCTTGAGACCTGGGCGGCCAAGCGAAAGTG 
ATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCATATTGACAGG 
TTTAGAGATAGACTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGG 
TGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCATGTCATGATGGGGACTCTA 
ACGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGG 
GCCACACACGTGCTACAATGGTAGGTACAGAGAGCAGCCACGTCGCAAGGCGGAGCGAATCTATAAAACC 
TATCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGC 
CATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCT 
GAAGTCCGTCACCGTAAGGAGCGGCCTAGGGCAAGATCGGTAACTAGG 


>gi|219846160|ref|NR_025750.1| Maribacter aquivivus strain KMM 3949 16S ribosomal RNA, partial sequence 
GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACAGGGAGCTTGCTCCGCTGACGACCGGC 
GCACGGGTGCGCACCGCGTATGGAACCTACCTTGTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGC 
CCCGTAGTACCACGCTCTGGCATCAGGATGTGGTTAAAGCCTTCGGGCGGTACAAGATGGCCATGCGTCC 
CATTAGTTTGTTGGTAAGGTAACGGCTTACCAAGACTACGATGGGTAGGGGCCCTGAGAGGGGGATCCCC 
CACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGA 
GACTCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATACAGGAAG 


AAAAAGAGCTACGTGTAGCTTACTGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGATAA 
GTCAGGGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGTTGGTCTTGAGTTATAGTGAA 
GTTGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGT 
GACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGGATACTAGCTGTCCGAGTCCTTGAGACTTGGGCGGCCCAGCGAAAGTGATAAGTA 
TCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCATATTGACAGGTCTAGAG 
ATAGATTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGG 
TTAAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCATGTCATGATGGGGACTCTAACGGGAC 
TGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACAC 
ACGTGCTACAATGGCAGGTACAGAGAGCAGCCATGTCGCAAGGCAGAGCGAATCTATAAAACCTGTCACA 
GTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATC 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCC 
GTCACCGTAAGGAGCGGCCTAGGGCAAGATCGGTAACTAGG 


>gi|219846159|ref|NR_025749.1| Maribacter orientalis strain KMM 3947 16S ribosomal RNA, partial sequence 
GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACAGGGAGCTTGCTCCGCTGACGACCGGC 
GCACGGGTGCGCACCGCGTATGGAACCTACCTTGTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGC 
CCCGTGGTACCACGACCCGGCATCGGGATGTGGTTAAAGCCTTCGGGCGGTATAAGATGGCCATGCGTCC 
CATTAGCTTGTTGGTAAGGTAACGGCTTACCAAGGCTACGATGGGTAGGGGCCCTGAGAGGGGGATCCCC 
CACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGA 
GACTCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATACGGAAGA 
AAAAGGGGCACGTGTGCCCTACTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCCACAGCCGC 
GGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGATAAGT 
CAGGGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGTTGGTCTTGAGTTATAGTGAAGT 
TGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTGA 
CTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGGATACTAGCTGTCCGGGACCTTGAGTTCTGGGCGGCCAAGCGAAAGTGATAAGTATC 
CCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCATTTTGACAGGGGTAGAGAT 
ACCTTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTT 
AAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCATGTCATGATGGGGACTCTAACGGGACTG 
CCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACAC 
GTGCTACAATGGCAGGTACAGAGAGCAGCCATGTCGCAAGGCAGAGCGAATCTATAAAACCTGTCACAGT 
TCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGT 
CACCGTAAGGAGCGGCCTAGGGCAAGATCGGTAACTAGG 


>gi|219846158|ref|NR_025748.1| Maribacter sedimenticola strain KMM 3903 16S ribosomal RNA, partial 
sequence 
TGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGCAGCGGGGAAAAGCTTGCTTTTCCGCCGGC 
GACCGGCGCACGGGTGCGCACCGCGTATGGAACCTGCCTTGTACAGGGGAATAGCCTTTGGAAACGAAGA 
TTAATGCCCCATGGTACCACGACCCGGCATCGGGATGTGGTTAAAGCCCTCGGGCGGTACAAGATGGCCA 
TGCGTCCCATTAGCTTGTTGGTAAGGTAACGGCTTACCAAGGCTACGATGGGTAGGGGCCCTGAGAGGGG 
GATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAA 
TGGAGGAGACTCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATA 
CGGGAAGAAAAAGGGCTACGTGTAGCCTACTGCCGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGG 
CCGATAAGTCAGGGGTGAAAGTCTGCCGCTCAACGGTAGAACTGCCTTTGATACTGTCGGTCTTGAGTTA 
TAGTGAAGTTGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAA 
GGCAGGTGACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGGGCTTGAGTCTGGGCGGCCAAGCGAAAGTGAT 
AAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCATATTGACAGGGT 
TAGAGATAGCTTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTG 
TCAGGTTAAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCATGTCATGATGGGGACTCTAAC 
GGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGC 
CACACACGTGCTACAATGGCAGGTACAGAGAGCAGCCACGTCGCAAGGCGGAGCGAATCTATAAAACCTG 
TCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCA 
TGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGA 
AGTCCGTCACCGCAAGGAGCGGCNTAGGGCAAGATCGGT 


>gi|219846157|ref|NR_025747.1| Arenibacter certesii strain KMM 3941 16S ribosomal RNA, partial sequence 
GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGCAGCATTTCCAGTTTACTGGAAGATGGCGAC 
CGGCGCACGGGTGAGTAACGCGTATAGAATCTGCCCTTTACTGGGGAATAGCCCGAAGAAATTTGGATCA 
ATGCCCCATGGTCCCTATGTATGGATTCATATATAGGGTAAAGGTTACGGTAAAGGATGACTATGCGTCC 
CATTAGTTAGTTGGTAGGGTAACGGCCTACCAAGACTGCGATGGGTAGGGGCCCTGAGAGGGGGATCCCC 
CACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGA 
GAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGTCCTATGGATTGTAAACTGCTTTTATACGGGAAG 
AACCTAGGGCACGTGTGCTCTACTGACGGTACCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGATCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCCATTAA 
GTCAGGGGTGAAAGTCTGCGGCTCAACCGTAGAATTGCCCTTGATACTGGTGGTCTTGAGTTATGGTGAA 


GTAACTAAAATATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAATACCGATTGCGAAGGCAGGT 
TACTAACCATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACGGGATTAGATACCCCGGTAGTCC 
ACGCCGTAAACGATGGATACTAGCTGTCCGGCAGCAATGCTGGGCGGCCAAGCGAAAGTGATAAGTATCC 
CACCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGCTTTAGAGATA 
GAGTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTA 
AGTCCTATAACGAGCGCAACCCCTGCCGTTAGTTGCCAGCATGTCATGATGGGGACTCTAACGGGACTGC 
CGGTGCAAACCGCGAGGAAGGTGGGGACGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACG 
TGCTACAATGGCCGGTACAGAGAGCAGCCATGTCGCAAGGCAGAGCGAATCTACAAAGCCGGTCACAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCCGTC 
ACCGMGAGGAGCGGCCTAGGGCAAGATCGGTAACTAGG 


>gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa strain P2 16S ribosomal RNA, partial sequence 
GATCCTGGCTCAGATTGAACGCTGGCGGCGTGCTTAACACATGCAACGTCGAACGAGAAATCTTTAGCTT 
GCTAAAGAGAGTACAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTCGAGACGGGGATAACAT 
TGCGAAAGCGATGCTAATACCCGGTAACATCCATGATACTTCGGTGTTGTGGATCAAAGATGGCCTCTTC 
ATGAAAGCTATTGTTTGGGGATGAGCCCGCGTACCATTAGCTGGTTGGTGGGGTAACGGCCTACCAAGGC 
GATGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGACTCCTACGG 
GAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGG 
CTTTTGGGTCGTAAAGCTCTGTCAAGTGGAAAGAAATTGCAGGTGGTTAATACCCATTTGCATTGACGGT 
ACCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTC 
GGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCTTTGCAAGTCAGATGTGAAATCCCGGGGCTTAACCCC 
GGAAGTGCATTTGAAACTGCAGGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAA 
TTCGTANATATCAGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGCGCGA 
AGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTTGAACACTAGGTGTAGC 
GGGTATTGACCCCTGCTGTGCCGCGCTAACGCATTAAGTGTTCCGCCTGGGGAGTACGGTCCCAAGATTA 
AGACTCAAAGGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAA 
GAACCTTACCTGGATTTGACATCCCGGGATCATTTGGAAACTTATGAGTGCCCTTCGGGGAACCCGGTGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
CTATCTTCAGTTACCATCATTAAGTTGGGGACTCTGGAGATACTGCCCCGGTTAACGGGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTATGTACAAAGGG 
TAGCGACCCCGCGAGGGCGAGCCAATCCCATAAAGCATATCTCAGTTCGGATTGGAGTCTGCAACTCGAC 
TCCATGAAGTTGGAATCGCTAGTAATCGCGGATNAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCG 


>gi|219846155|ref|NR_025745.1| Algoriphagus ornithinivorans strain JC2052 16S ribosomal RNA, partial 
sequence 
GGCAGGCCTAATACATGCAAGTCGAACGGTAGACATCTTTCGGGATGTTGAGAGTGGCGCACGGGTGCGT 
AACACGTATGCAACCTACCTTTTACAGGGGGATAGCCCGGAGAAATTCGGATTAATACCCCATGGCACTA 
TTGATTGGCATCATGAGATAGTTAAAGATTTATCGGTAAGAGATGGGCATGCGTCTGATTAGCTAGTTGG 
CGGTGTAACGGACCACCAAGGCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGGCACTGA 
GATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGAGAGCCTGACCCAGC 
CATGCCGCGTGCAGGAAGACGGCCTATTGGGTTGTAAACTGCTTTTATCTGGGAAGAAAAGGCCCATGCG 
TGGGACATTGCCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTGATTAAGTCAGCGGTGAAAGA 
CTCCGGCTTAACCGGGGCAGTGCCGTTGATACTGGTCAGCTTGAGTGCTGCAGGGGTACATGGAATTGAT 
GGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTACTGGGCAGCAACT 
GACGCTGATGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATG 
ATTACTCGCTGTTATGCCTATATGGTGTAGCGGCCAAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTAC 
GCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
ATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAAGGAATGATTTAGAGATAGATCAGTCAGCAATG 
ACCTGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCCTATGTTTAGTTGCCAGCACGTAATGGTGGGGACTCTAGACAGACTGCCTGCGCAAGCAGA 
GAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCGACACACGTGCTACAATGGCG 
CATACAGCGGGTAGCGAGCCGGCAACGGTCAGCCAACCTCTAAAAGTGCGTCTCAGTTCGGATCGGGGTC 
TGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCC 
CGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGGCGGTAACCGCAAGGAGC 
CGTTTAGGGTAGAACCGGTAACTGG 


>gi|219846154|ref|NR_025744.1| Algoriphagus halophilus strain JC2051 16S ribosomal RNA, partial sequence 
TGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGTAGATTACTTTCGGGTAATTGAGAGTGGCG 
CACGGGTGCGTAACGCGTATGCAACCTACCCTATACAGGGGGATAGCCCGGAGAAATCTGGATTAATACC 
CCATAGCACTATGTTGAGGCATTTCGATATAGTTAAAGATTCATCGGTATAGGATGGGCATGCGTCTGAT 
TAGCTAGTTGGCGGTGTAACGGACCACCAAGGCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCAC 
ACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAGAG 
TCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTCTGCGTTGTAAACTGCTTTTATCTGGGAAGAAA 
AGGCCCATGCGTGGGACATTGCCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTATTTAAGTCA 
GTGGTGAAAGACTCCGGCTCAACCGGAGCAGTGCCATTGATACTGGATAGCTTGAGTATTGGAGAGGTAC 
ATGGAATTGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTACT 
GGCCAATAACTGACGCTGATGCACGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGC 
CGTAAACGATGATTACTCGCTGTTATGGCTTTATGTTGTAGCGGCCAAGCGAAAGCGTTAAGTAATCCAC 


CTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAAGGAATGATTTAGAGATAGATC 
AGTCAGCAATGACCTGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTAATGGTGGGGACTCTAGACAGACTGCCT 
GCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCGACACACGTG 
CTACAATGGCGCATACAGCGGGTCGCGAGCCGGTAACGGTCAGCCAACCTCTAAAAGTGCGTCTCAGTTC 
GGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGT 
GAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGCCAGTAA 
CCGCAAGGAGCTGTTTAGGGTAGAACC 


>gi|219846153|ref|NR_025743.1| Algoriphagus mannitolivorans strain JC2050 16S ribosomal RNA, partial 


sequence 
ATGCAAGTCGAGCGGCAGTTGGGGTAGTAATACTTCAATGAGAGCGGCGCACGGGTGCGTAACGCGTATG 
CAACCTACCCTTTACAGGGGGATAGCCCGGAGAAATCTGGATTAATACCCCATGGCACTATTGATTGGCA 
TCAAGAGATAGTTAAAGATTTATCGGTAAAGGATGGGCATGCGTCTGATTAGCTAGTTGGCGGTGTAACG 
GACCACCAAGGCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGGCACTGAGATACGGGCC 
AGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGTCGGAAGACTGACCCARCCATGCCGCGT 
GCAGGAAGACGGCCTATTGGGTTGTAAACTGCTTTTATCTGGGAAGAAAAAGGCCATGCGTGGCAAATTG 
CCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGT 
TGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTGTTTAAGTCAGCGGTGAAAGACTCCGGCTCA 
ACCGGGGCAGTGCCGTTGATACTGGACAGCTTGAGTGCTGCAGGGGTACATGGAATTGATGATGTAGCGG 
TGAAATGCATAGATATCATCAGGAACACCGATAGCGAAGGCATTGTACTGGGCAGCAACTGACGCTGAGG 
CACGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGATTACTCGCT 
GTTATGCTTATATAGTGTAGCGGCCAAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTACGCCGGCAACG 
GTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCG 
AGGAACCTTACCTGGGCTAGAATGTGAAGGAATGATTTAGAGATAGATCAGTCAGCAATGACCTGAAACA 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCC 
TATGTTTAGTTGCCAGCACGTAAAGGTGGGGACTCTAGACAGACTGCCTGCGCAAGCAGAGAGGAAGGAG 
GGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCGACACACGTGCTACAATGGCGCATACAGCGG 
GTCGCGAGCCGGTAACGGTAAGCCAACCTCTAAAAGTGCGTCTCAGTTCGGATTGAGGTCTGCAACTCGA 
CCTCATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGACCTTGT 
ACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGGCGG 


>gi|219846152|ref|NR_025742.1| Chitinibacter tainanensis strain S1 16S 
TTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCACGGACTTC 
GGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTACCCAGTAATGGGGGATAACTAGTC 
GAAAGATTAGCTAATACCGCATACGCCCTACGGGGGAAAGAGGGGGATCGCAAGACCTCTTGTTATTGGA 
GCGGCCGATGGCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCGGGTCTTA 
GAGGACGATCCGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTT 
GGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCGTGAAGAAGGCCTTCGGGTTGTAAAGCGCTT 
TTGTCTGGGAGCAAATCCTTGTGGCTAATACCCACCGGGGATGAGAGTACCAGAAGAATAAGGACCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGT 
GCGCAGGTGGTTTGTTAAGCGCGATGTGAAATCCCCGAGCTCAACTTGGGAATTGCATTGCGAACTGACT 
GACTAGAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACA 
CCGATGGCGAAGGCAACCCCCTGGGCTGATACTGACACTCATGCACGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTTGGGCTTTTCGGAGCTTAGTAACGC 
AGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTGGTCTTGACATGT 
ACGGAATCCTCCAGAGACGGAGGAGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACCATTTAGT 
TGAGCACTTTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTCGCTAACCCGCGAGGGGGTGCCAA 
TCTCACAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAA 
TCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
GGGTTTCACCAGAAGTAGGTAGGCTAACCGTAAGGAGGCCGCTTACCACGGTGGGATTCATGACTGGGGT 
GAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 


ribosomal RNA, 


complete sequence 


>gi|219846151|ref|NR_025741.1| Bacillus patagoniensis strain PAT 05 16S ribosomal RNA, partial sequence 


GACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGGACGGAAGGGAGCTTGCTCCCGGAAGTCA 
GCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCCTTAGACTGGGATAACTTCGGGAAACCGAAGCT 
AATACCGGATAACACTTTTTCCCTCCTGGGAGAAAGTTAAAAGATGGCCTTTGTGCTATCACTAGGGGAT 
GGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGAAAGTCTGACGGAGCAATGCCGCGTGAGTGAGGAAGGCCTTCGGGTCGTAAAGCTCTGT 
TGTGAGGGAAGAACAAGTATCGGTTGAATAAGCCGGTACCTTGACGGTACCTCACCAGAAAGCCACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGCGGCTTCTTAAGTCTGATGTGAAATCTCGGGGCTCAACCCCGAGCGGCCATTGGAAACTGGGA 
AGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACA 
CCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCGTAGTGCC 
GAAGTAAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CCTTTGACCACTCTGGAGACAGAGCTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTCA 


GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTTA 
GTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGTTGCGAAGCCGCGAGGTGAAGCC 
AATCCCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGA 
GT 


>gi|219846150|ref|NR_025740.1| Vibrio gallicus strain HT 2-1 16S ribosomal RNA, partial sequence 


GGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACAACATTGACCCTTCGGGTGATTTGTTGGGCG 
TCGAGCGGCGGACGGGTGAGTAATGCCTGGGTATATGCCTTGATGTGGGGGATAACTATTGGAAACGATA 
GCTAATACCGCATAATGCCTACGGGCCAAAGAGGGGGATCTTCGGACCTCTCGCGTCAAGATTAGCCCAG 
GTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTG 
AGGAAGGCGTTGTAGTTAATAGCTGCATCGTTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTG 
GTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACCGCATTTGAAACTGGCAGGCTAGAGT 
ACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCG 
AAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACG 
CGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATT 
CGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTGTTTGCCAGCACGTAATGGTGGGAA 
CTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCGAGCCAGCGATGGTGAGCGAATCCCAA 
AAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAG 
ATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTG 
CAAAAGAAGTAGGTAGTTTAACCTTCGGGAGAACGCTTACCACTTTGTGGTTCATGACTGGGGTGAAGTC 
GTAACAAGGTAGCCCTAGGGGAACCTGCGGCTGGATCACCTCCTTA 


>gi|219846149|ref|NR_025739.1| Paenibacillus lactis strain MB 1871 16S 
CTAATACATGCAAGTCGAGCGGACTTGATGAGGAGCTTGCTTNTCTGAGAGTTAGCGGCGGACGGGTGAG 
TAACACGTAGGCAACCTGCCCTCAAGACTGGGATAACTACCGGAAACGGTAGCTAATACCGGATAATTAA 
ATYYGCTGCATGGCGGAKTTATGAAAGGCGGAGCAATCTGTCACTTGAGGATGGGCCTGCGGCGCATTAG 
CTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCT 
GACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCT 
CATAGAGTAACTGCTATGAGAGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCTTTAAG 
TCTGGTGTTTAAACCCGAGGCTCAACTTCGGGACGCACTGGAAACTGGGGAACTTGAGTGCAGAAGAGGA 
GAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCT 
CTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCAT 
TCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAG 
TATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCCTCTGAATCCTCTAGAGA 
TAGRGGCGGCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCCGCAACCCTTGATCTTAGTTGCCAGCACTTTGGGTGGGCACTCTAAGGTG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTAC 
ACACGTACTACAATGGCTGGTACAACGGGAAGCGAAGCCGCGAGGTGGAGCCAATCCTAAAAAGCCAGTC 
TCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGC 
CGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGT 
TCGGTGGGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAA 
GGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTT 


ribosomal RNA, partial sequence 


>gi|219846148|ref|NR_025738.1| Acholeplasma pleciae strain PS-1 16S ribosomal RNA, partial sequence 


AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAGCATCTTCGGATGCTTAGTGGCGAACGGGTG 
AGTAACACGTAGATAACCTACCTTTAACTCGAGGATAACTCTGGGAAACTGGAGCTAATACTGGATAGGA 
TGTGCGCATGAAAAAAACACATTTAAAGATTAATCGGTTTAAGAGGGGTCTGCGGCGCATTAGTTAGTTG 
GTGGGGTAAGAGCCTACCAAGACAATGATGCGTAGCCGGACTGAGAGGTCTACCGGCCACATTGGGACTG 
AGAACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGGAACCCTGACCGAGC 
AACGCCGCGTGAACGACGAAGTACTTCGGTATGTAAAGTTCTTTTATATGGGAAGAAAAAGCAATTATTG 
ACGGTACCATATGAATAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGT 
TATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTATTCAAGTCTGTGGTGTAAGTGCAGTGCTTA 
ACGCTGTGAGGCTATGGAAACTGAATAACTAGAGTGAGACAGAGGCAAGTGGAATTCCATGTGTAGCGGT 
AAAATGCGTAAATATATGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGTCTATACTGACACTGATGC 
ACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAAGTG 
TTGGCCAAAAGGTCAGTGCTGCAGTTAACGCATTAAGTTCTCCGCCTGAGTAGTACGTACGCAAGTATGA 
AACTCAAAGGAATTGACGGGACCCCGCACAAGCGGTGGATCATGTTGTTTAATTCGAAGATACACGAAAA 
ACCTTACCAGGTCTTGACATACTCTGCAAAGGCTTAGAAATAAGTTCGGAGGCTAACAGATGTACAGGTG 
GTGCACGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTG 
CTAGTTACCATCATTAAGTTGGGGACTCTAGCGAGACTGCCAGTGATAAATTGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGACCTGGGCTACAAACGTGATACAATGGCTGGAACAAAGAGAAGCGA 


GAGGGTGACCTGGAGCGAAACTCACAAAAACAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATG 
AAGTTGGAATCGCTAGTAATCGCAAATCAGCATGTTGCGGTGAATACGTTCTCGGGGTTTGTACACACCG 
CCCGTCAAACCACGAAAGTGGGCAATACCCAACGCCGGTGGCCTAACCCGTAAGGGAGGGAGCCGTCTAA 
GGTAGGGTCCATGATTGGGGTTAAGTCGTAACAAGGTATCCCTACGGGAACGTGCGG 


>gi|219846146|ref|NR_025736.1| Bartonella chomelii strain A828 16S ribosomal RNA, partial sequence 
AGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGCAAACGGGTGAGTAACGCGTGGGAA 
TCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATGCCGTATACGTCCTGAGGGAGAAAGAT 
TTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATC 
CATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGG 
GTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCGTGCC 
AGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCATGTAGGCGGA 
TATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGGGTATCTTGAGTAT 
GGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAA 
GGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGTGGTTTACTGCTCGGTGGCGCAGCTAACGCGT 
TAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAG 
AGTGGAGACACACTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCATTGGGCACT 
CTAGGGGGACTGCCGGTGATAAGCCCAAAAGGAAGGTGGGGATGACGTCAAGTCCTCATGGGCCTTACGG 
GCTGGGCTACACACGTGCTACAATGGTGGTGACTATGGGCAGCGAAACCGCAAGGTGGAGCTAATCTCCA 
AAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGA 
TCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTT 
ACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGT 


>gi|219846145|ref|NR_025735.1| Kribbella jejuensis strain HD9 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCC 
CTTCGGGGGTGCACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTACCCTCAACTTTGGGATAAGC 
CTCGGAAACGGGGTCTAATACCGGATAATACCGTGCTCCTCATGGGGTGTGGTTGAAAGTTCTGGCGGTT 
GGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGG 
CCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCGCAATGGACGAAAGTCTGACGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCAGCAGGGACGAAGCGAGAGTGACGGTACCTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGT 
CACGTCGGGAGTGAAAACTCGGGGCTTAACCCCGAGCCTGCTTCCGATACGGGCAGACTAGAGGTAGGCA 
GGGGAGAGCGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCG 
GCTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGACACTCCACGTCCTCCGTGCCGCAGCTAACGCATT 
AAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATAGGGAAATCCTC 
CAGAGATGGGGGGTCCGTAAGGGTCCTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCACGCCCTTCGGGGTGGTGGGGA 
CTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGATAAAAATGACGTCAAGTCATCATGCCCCTTATGT 
CCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAAACTGTAAGGTGGAGCGAATCCCAA 
AAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCA 
ACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTTGAAGGTGGGGCTGGCGATTAGGACGAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846144|ref|NR_025734.1| Kribbella solani strain DSAl 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCTC 
CTTCGGGAGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTACCCTCAACTTTGGGATAAGC 
CTCGGAAACGGGGTCTAATACCGGATAATATCTCATGCTTCATGGTGTGGGGTTGAAAGTTCTGGCGGTT 
GGGGATGGGCTCGCGGCCTATCACCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGG 
CCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCANACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGTGCAATGGACGAAAGTCTGACGCAGCAACGCCGCGTGAGGGATGACGGCCTTCCGGTTGTAAAC 
CTCTTTCAGCAGGGACGAAGCGAGAGTGACGGCCCTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGTC 
ACGTCGGGAGTGAAAACTCGGGGCTTAACCCCGAGCCTGCTTCCGATACGGGCAGACTAGAGGTAGGCAG 
GGGAGAGCGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGG 
CTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGACATTCCACGTCCTCCGTGCCGCAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATAGGGAAATCCTCC 
AGAGATGGGGGGTCCGTAAGGGTCCTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTCCTTCGGGATGGTGGGGAC 
TCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTC 
CAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAAACTGTAAGGTGGAGCGAATCCCAAA 
AAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAA 
CACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTAGGACGAAGT 


CGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846142|ref|NR_025732.1| Brevibacterium permense strain VKM Ac-2280 16S ribosomal RNA, partial 
sequence 
GCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCGGGTGCTTGCACCTGGTGGATGAGTGGC 
GAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGATTTCGGGATAAGCCTGGGAAACCGGGTCTAATAC 
CGGATACGACCACCGANCGCATGNTNGGTGGTGGAAAGTTTTTCGATCAGGGATGGGCTCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACC 
CTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCG 
AAAGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTAC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTGGTCACGTCTGCTGTGGAAACGCAA 
CGCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGCTGTAACTGACA 
CTGAGGAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCA 
CTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTAC 
GGTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGGACCGTTCTGGAAACAGTTCTTCTCTTTGG 
AGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACGCATGCTACAATGGC 
TGGTACAGAGAGAGGCGAACCCGNGAGGGTAAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGT 
CTGCAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGTCCCAACCCCT 
TTGTGGGAGGGGGCCGTCTAAGGTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTA 


>gi|219846141|ref|NR_025731.1| Ulvibacter litoralis strain KMM 3912 16S ribosomal RNA, partial sequence 
GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACAGGGAGCTTGCTCCGCTGACGACCGGC 
GCACGGGTGCGTAACGCGTATACAATCTACCTTGTACTAGGGGATAGCCTTTAGAAATGAAGATTAATAC 
CCTATAGTCTATTGAGATGGCATCATTTTAATAGTAAAGGTTACGGTACAAGATGAGTATGCGTCCTATT 
AGTTTGTTGGTGTGGTAACGGCACACCAAGACTACGATAGGTAGGGGCCCTGAGAGGGGGATCCCCCACA 
CTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGC 
CTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAAC 
ACTCCCTCGAGAAGGGAGCTTGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCG 
GTAATACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCAGCTCAGTC 
AGTGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCATTGATACTGGTTGTCTTGAATCATTATGAAGTG 
GTTAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCAATTGCGAAGGCAGATCAC 
TAATAATGTATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CGGTAAACGATGGATACTAGCTGTTCGATCTTCGGATTGAGTGGCTAAGCGAAAGTGATAAGTATCCCAC 
CTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGATACGCGAGGACCCTTACCAGGGCTTAAATGTAGTCTGACAGATTTGGAAACAGAT 
TTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGT 
CCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCAG 
TGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGC 
TACAATGGTAGGTACAGAGAGCAGCCACTGGGTGACCAGGAGCGAATCTATAAAACCTATCTCAGTTCGG 
ATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGAAGCACCTGAAGTCCGTCACC 
GCAAGGAGCGGCCTAGGGT 


>gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae strain W4937 16S ribosomal RNA, partial sequence 
AACGGGTGATTAACACGTGGGTGATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GGATAGGACCTTCGGCCGCATGGCTGGGGGTGGAAAGTTTTTCGGTGCAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCCATGACGAAGCGC 
AAGTGACGGTAGTGGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCG 
AGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACCCGCA 
GCTCAACTGCGGGCTTGCAGGCGATACGGGCAGACTCGAGTACTGCAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGC 
TGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGC 
TAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCCAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACCGGACGACTGCAGAGATGTGGTTTCCCTTGTGG 
CCGGTAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTCCTGTGTTGCCAGCACGTGATGGTGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCG 
GTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCT 
GCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTCG 
TGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 
TGC 


>gi|219846139|ref|NR_025729.1| Streptococcus minor strain ON59 16S ribosomal RNA, partial sequence 


CCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTGGAACGCATTGATTTCACCGGAGCT 
TGCTCCACCGAAATTAGTGAGTCGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTCTTAGCGGGGGAT 
AACTATTGGAAACGATAGCTAATACCGCATAACAATAGGATACACATGTACCCTATTTAAAAGGAGCAAC 
TGCTTCACTAAGAGATGGACCTGCGTTGTATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCATCGAT 
ACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCG 
GATCGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGAGAGAGTGGAAAGTTCTCACAGTGACGGTAACTTA 
CCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTT 
ATTGGGCGTAAAGCGAGCGCAGGTGGTTGTATAAGTCTGAAGTAAAAGGCAGTGGCTTAACCATTGTGTG 
CTTTGGAAACTGTACAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAG 
ATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGTCCTTT 
CCGGGACTCAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCAGGTCTTGACATCCCTCTGACCGTCCTAGAGATAGGATTTTCCTTCGGGACAGAGGTGACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTT 
AGTTGCCATCATTGAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACG 
TCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAGC 
CGGTGACGGCAAGCTAATCTCTGAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAA 
GTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCTAAGGT 
GGGATAGATGATTGGGACGAAGTCGTA 


>gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae strain YJS 16S ribosomal RNA, partial sequence 
CTCAGGAYRAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCCAGTGGCGA 
ACGGGTGAGTAACACGTATCTAATCTACCTTATAGCGGGGGATAGCCTTTGGAAACGAAGGGTAATACCG 
CATGAGAATTTCATTATCGCATGAGAAGAAATTGAAAGCACCGTTTGGTGCACTATAAGATGAGGATGCG 
GCGTATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCAATGATACGTAGCCGAACTGAGAGGTTGATC 
GGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGA 
CGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTTGTAAGGGA 
AGAACACTTAGGAGAGGAAATGCTCTTAAGCTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGC 
CAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGG 
ATTTGCAAGTTTGAGGTTAAAGCCCGGGGCTCAACCCCGGTTCGCCTTGAAAACTGCAGTTCTAGAATAC 
AAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAA 
AGCGGCTTACTGGCTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTA 
GTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGGGGTTATACCTCGGTGCTGCAGCTAACGCATTA 
AGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGG 
TGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTAC 
AGAGATGTAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTT 
GGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTTAGTTGAGGACTTTAACGAGA 
CTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACAC 
ACGTGCTACAATGGCAGATACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGTCTGTCTC 
AGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTC 
GCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTAATACCAGAAGTA 
GGTAGCTTAACCGTAAGGAGAGCGCTTCCCAAGGTAGGATTAGCGATTGGGGTGAAGTCGTAACAAGGTA 
TCCGTACGGGAACGTGCGGRTGGATC 


>gi|219846137|ref|NR_025727.1| Brevibacterium celere strain KMM 3637 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAAG 
CCCCAGCTTGCTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTTCGG 
GATAAGCCCGGGAAACTGGGTCTAATACYGGATACGACCKKYCCWCGCATGWGGGWKGGTGGAAAGTTTT 
TTCGGTTGGGGATGGGCTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGACGACGACGGG 
TAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGT 
TGTAAACCGCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGT 
GGTTGGTCACGTCTGCTGTGGAAACGCAACGCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAG 
TGCAGTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGC 
GAAGGCGGGACTCTGGGCTGTAACTGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCATGCCGTAAACGTTGGGCACTAGATGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTA 
ACGCATTAAGTGCCCCGCCTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCAG 
ACCGGCCTGGAAACAGGTCTTCCCCTTTGGGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGG 
GAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTA 
TGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAAAGAGAAGCGAACCCGTGAGGGTCAGCGAATCC 
CTTAAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCG 
CAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCG 
GTAACACCCGAAGCCGGTGGCCTAACCAGTTTTCTGGAGGGGGCCGTCTAAGGTGGGACTGGTGATTGGG 
ACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGYTGGATCACCTCCTT 


>gi|219846135|ref|NR_025725.1| Petrobacter succinatimandens strain 4BON 16S ribosomal RNA, partial 
sequence 


AGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGGGC 
CCTTCGGGGTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCGGGAGAGGGGGATAAC 
CGGCCGAAAGGCTGGCTAATACCGCATGAACTCGGAAGAGCAAAGCGGGGGACCTTCGGGCCTCGCGCTC 
TCGGAGCGGCCGATGTCCGATTAGGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCGGTAGCGG 
GTCTGAGAGGACGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATCTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAA 
GCCCTTTCGGCGGGGAAGAAATCGGTCAGGCGAATAGTCTGGCCGGATGACGGTACCCGCAGAAGAAGCA 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA 
AAGGGTGCGCAGGCGGCCCTGTAAGACCGGTGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTGGTGA 
CTGCAGGGCTAGAGTACGGTAGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGA 
GGAACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAGAACTAGCCGTCTGGAGTCTTCGTGCTCTG 
GGTGGCGCAGCTAACGCGTGAAGTTCTCCGCTCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAAT 
TGACGGGGACCCGCACAAGCGGTGGATGATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTACCC 
TTGACATGCCGGGAATCCTGCCCAGAGGCGGGAGTGCCTTCGGGAACCCGGACACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGATAGTTGCCA 
TCATTTGGTTGGGCACTCTATCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGG 
TGGAGCCAATCCCAGAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGGGTGCACCAGAAGTCGGTCGCCTAACCGCAAGGAGGGCGCCGCCCACGGTGTGCTCCAT 
GACTGGGGTGAAGTCGTAACAAGGTAGCAGTACCGGAAGGTGCGGCTGGATCACCTCCT 


>gi|219846134|ref|NR_025724.1| Volucribacter psittacicida strain Gerl. 
sequence 
AAGTCGAACGGTAACGGGAAAGAAACTTGTTTCTTTTGCTGACGAGTGGCGGACGGGTGAGTAAGGCTTG 
GGAATTTGGCTTATGGAGGGGGATAACCACGGGAAACTGTGGCTAATACCGCGTAATATCGAGAGATTAA 
AGTAGTGGGACTTTTTGCCACTAGCCATAAGATAAGCCCAAGTGAGATTAGCTAGTTGGTGGGGTAAAGG 
CCTACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGAGGGAACTCTGACGCAGCCATGCCGCGTG 
AATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTGGTGAGGAAGGTTGTTGCTTTAATAGAGTAACA 
AATTGACGTTAGCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCG 
AGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGTCACTTAAGTGAGGTGTGAAATCCCTGG 
GCTTAACCTAGGAATTGCATTTCATACTGGGTGACTAGAGTCCTCTAGGGAGGGGTAGAATTCCACGTGT 
AGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGGAGAGACTGACGC 
TCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGAT 
TTGGGGATTGGGCTTAAATGCTTGGTGCTCGTAGTTAACGTGATAAATCGACCGCCTGGGGAGTACGGCC 
GCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGC 
AACGCGAAGAACCTTACCTACTCTTGACATCCTAGGAAGCCTTTAGAGATAGAGGCGTGCCGTAAGGAGC 
TTAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTATCCTTTGTTGCCAGCATTTGAGGTGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAG 
GAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTGCAT 
ACAGAGGGCAGCGAGAGTGCGAGCTTGAGCGAATCTCAGAAAGTGCATCTAAGTCCGGATTGGAGTCTGC 
AACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTGTACCAGAAGTGGATAGCTTAACCGCAAGAGG 
GGCGTTCACCACGGTATGATTCGTGACTGGGGTG 


236/81 16S ribosomal RNA, partial 


>gi|219846133|ref|NR_025723.1| Kocuria marina strain KMM 3905 16S ribosomal RNA, partial sequence 


GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCTTGGTGCTTGCACTGGGTGGAT 
GAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGT 
CTAATACTGGATATGACCTCCTGTCGCATGGTGGGGGGTGGAAAGGGTTTGTACTGGTTGTGGATGGGCT 
CACGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGT 
GACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCA 
CGGAAGAAGCGAAAGTGACGGTACGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAAGCGGTTTGTCGCGTCTGCTG 
TGAAAGCCCGGGGCTTAACCCCGGGTGTGCAGTGGGTACGGGCAGACTTGAGTGCAGTAGGGGAGACTGG 
AACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAAGCAGGTCTCTGGGC 
TGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTA 
AACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGC 
GGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGATCGGCTCAGAGATGGGT 
TTTCCTCCTTGTGGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACG 
CATGCTACAATGGCCAGTACAATGGGTTGCGATACCGTGAGGTGGAGCTAATCCCAAAAAGCTGGTCTCA 
GTTCGGATCGTGGTCTGCAACTCGACCACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCG 
GTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGAC 


>gi|219846132|ref|NR_025722.1| Streptomyces africanus strain CPJVR-H 16S ribosomal RNA, partial sequence 


GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGATTA 
GTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCT 


AATACCGGATACAACCACTAGGGGCATCTCTTGGTGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCG 
GCCTATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGA 
AGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAA 
AGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGAT 
ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
GTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCT 
TAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTCCC 
CCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGC 
CGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACG 
TGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGT 
TCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGT 
GGCCCAACCCCTTGTGGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGT 
AGCCGTACCGGAAGGTGC 


>gi|219846131|ref|NR_025721.1| Aestuariibacter halophilus strain JC2043 16S ribosomal RNA, partial 
sequence 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGTGCTTGCACTTCGCTGACGAGTGGC 
GGACGGGTGAGTAATACTTAGGGATCTGCCTTTGAGTGGGGGACAACCATTGGAAACGATGGCTAATACC 
GCATAACGTCTACGGACCAAAGTGGGCTTCGGCTCACGCTTGAAGAGGAACCTAAGCGAGATTAGCTAGT 
TGGTGAGGTAAGGGCTCACCAAGGCGACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGC 
AGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAGGTTGGTAG 
TTAATACCTGCCAGCTGTGACGTTAACAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGCTAGA 
TGTGAAAGCCCCGGGCTCAACCTGGGATGGTCATTTAGAACTGGCAGACTAGAGTCTTGGAGAGGGGAGT 
GGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACATCAGTGGCGAAGGCGACTCCCTGG 
CCAAAGACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACACCG 
TAAACGCTGTCTACTAGCTGTGTGTGAATTTAATTCGTGCGTAGCGAAGCTAACGCGCTAAGTAGACCGC 
GTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATGCAGAGAACTTTCCAGAGATGGATT 
GGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGAGACTGCCG 
GTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTG 
CTACAATGGCAAGTACAGAGGGAAGCGATACAGTGATGTGGAGCGGACCCCTTAAAGCTTGTCGTAGTCC 
GGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAAGTAGTTAGT 
CTAACCTTCGGGAGGACGATTACCACTTTGTGTT 


>gi|219846130|ref|NR_025720.1| Aestuariibacter salexigens strain JC2042 16S ribosomal RNA, partial 
sequence 
AACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGTGCTTGCACTTYGCTGACGAGT 
GGCGGACGGGTGAGTAATACTTAGGGATCTGCCTTTGGGTGGGGGACAACCATTGGAAACGATGGCTAAT 
ACCGCATAACGTCTACGGACCAAAAGGGGCGCTTGCGCTCTTGCCTGAAGAGGAACCTAAGCGAGATTAG 
CTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCT 
GATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAGGAT 
GATGGTTAATACCCATCATCTGTGACGTTAGCAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAG 
CTAGAAGTGAAAGCCCCGGGCTCAACCTGGGAAGGCCTTTTAGAACTGGCAAGCTAGAGTCTTGGAGAGG 
GGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCTC 
CCTGGCCAAAGACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CACCGTAAACGCTGTCTACTAGCTGTGTGTAAATTTAATTTGTGCGTAGCGAAGCAAACGCGCTAAGTAG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGAATTCAGAGAT 
GAATTTGTGCCTTCGGGAATTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTAAGTTGGGCACTTTAAGGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACAC 
ACGTGCTACAATGGCAAGTACAGAGGGAAGCGAGACAGTGATGTGGAGCGGACCCCTTAAAGCTTGTCGT 
AGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAAGTAG 
TTAGTCTAACCTTCGGGAGGGCGATTACCACTTTGTGTT 


>gi|219846126|ref|NR_025716.1| Marinibacillus campisalis strain SF-57 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATTTTCTGGAGCTTGCTCCAGAAAGTTA 
GCGGCGGACGGGTGAGTAACACGTGGGCAATCTGCCCGTAAGACTGGGATAACTCCGGGAAACCGGGGCT 
AATACCGGATAATCCTGACTCTCTCCTGAGAGTCGGTTGAAAGATGGTTTCGGCTATCACTTACGGATGA 


GCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTG 
TTAGGGAAGAACACGTACGAGAGTAACTGCTCGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGTGGTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAAC 
TTGAGTGCAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCA 
GTGGCGAAGGCGACTTTCTGGCCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGGTTTCCGCCCCTCAGTGCTGCA 
GCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCC 
ATTGCCCGGTCTAGAGATAGACTTTTCCCTTCGGGGACAATGGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAG 
TTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGACGATACAAAGGGCTGCGAGACCGCGAGGTGGAGCCA 
ATCCCATAAAATCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
TTTGTAACACCCGAAGTCGGTGGGGTAACCTTTATGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846125|ref|NR_025715.1| Halobacillus locisalis strain MSS-155 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCGAGCTGATCCCCTTCGGGGGT 
GACGCTCGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGATCGGAATAACT 
CCGGGAAACCGGAGCTAATGCCGGGTAATACTTTCTTTCGCATGAAGGAAAGTTGAAAGATGGCTTCTTG 
CTATCACTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATG 
CGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGG 
ATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAAC 
GAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGCGCTCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGT 
CATTGGAAACTGGGGAACTTGAGGACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAG 
ATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTCTCTGACGCTGAGGAGCGAAAGCGTG 
GGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGCTT 
CCACCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCAGGTCTTGACATCCTTGGACCACCCTAGAGATAGGGTCTTCCCTTCGGGGACCAAGTGACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTT 
AGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACG 
TCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAAG 
CCGCGAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAA 
GCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCGAAGGT 
GGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846124|ref|NR_025714.1| Paracoccus haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 
CAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAGACCTTCGGGTCTAGCGGCGGACGG 
GTGAGTAACGCGTGGGAACGTGCCCTTCTCTACGGAATAGCCCCGGGAAACTGGGAGTAATACCGTATAC 
GCCCTTTGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGG 
CCCACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTG 
AGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGC 
CCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGT 
AAAGCGCACGTGGGCGGACTGGAAAGTCAGAGGTGAAATCCCAGGGCTCAACCTTGGAACTGCCTTTGAA 
ACTATCAGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGG 
AGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCGGCAAGCATGCTTGTCG 
GTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTT 
GACATGGCAGGACCGCTGGAGAGATTCAGCTTTCTCGTAAGAGACCTGCACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCCTAGTTGCCAGC 
ATTCAGTTGGGCACTCTATGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTTCTC 
ATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCAT 
CTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCATG 
CCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACG 
ACGCTGCGCTAACCTTCGGGGGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGG 
TAGCCGTA 


>gi|219846123|ref|NR_025713.1| Spiroplasma velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATATGACTTCATTATGGCATCAGAAGAAGTTAAAAGGCCCGTTTGGGTCGCTA 
GAAGATGAGGATGCGGCGTATTAGCTAGTAGGTGAGGTAATGGCTTACCTAGGCGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 


ATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAG 
CTCTGTTATAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTATCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAT 
AGGGTGCGTAGGCGGTTTGTTAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACT 
GGCAGACTAGAATGCAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGG 
AACACCAGTGGCGTAGGCGGTCTACTGGCCTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATTAGTCGGTGCTGCAG 
CTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAG 
TGCAAAGCTACAGAGATGTAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTCAGTTGAGGA 
CTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
CTGGGCTACACACGTGCTACAATGGCTGATACAAAGAGTTGCAATCCCGCGAGGGGGAGCTAATCTCAAA 
AAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAA 
TCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAA 
TACCAGAAGCACGTATCTTAACCGTAAGGAGAGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGTC 
GTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846122|ref|NR_025712.1| Spiroplasma turonicum strain Tab-4c 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTCTTAGTGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATATGACACCATTATGGCATCAGAAGGTGTTGAAAGATCCGTTTGGATCGCTA 
AGAGATGAGGATGCGGCGTATTAGCTTGTAGGTGGGGTAATGGCCTACCTAGGCGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAA 
CTCTGTTGTAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAT 
AGGGTGCGTAGGTGGTTAGTTAAGTTTGAGGTTAAATCCCAGGGCTCAACCCTGGTCCGCCTTGAAAACT 
GGCTAACTAGAATACAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGG 
AACACCAGTGGCGAAGGCGGTCTACTGGCCTGTGATTGACACTGAGGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCAATTTGTCGGTGCTGCA 
GCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCA 
GTGCAAAACTACAGAGATGTAGTGGAGGCCAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTTAGTTACTAACATTAAGTTGAGC 
ACTTTAACGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CCTGGGCTACACACGTGCTACAATGGCTGATACAAAGAGTCGCAATCCTGTGAGGGGGAGCTAATCTCAA 
AAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGA 
ATCAGCAACGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTA 
ATACCAGAAGCACGTATCTTAACCGTAAGGAGAGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGT 
CGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846121|ref|NR_025711.1| Spiroplasma syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCCATTAGCGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGACATTTTCTGGCATCAGAGGATGTTAAAAGGTCCGTTTGGATCACTAA 
TGGATGAGGGTGCGGCGTATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAATGATACGTAGCCGAA 
CTGAGAGGTTGATCGGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTAGGGAA 
TTTTTCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGACTGAAGACGGTCTTCGGATTGTAAAGG 
TCTGTTGTAAGGGAAGAACAGTAAGTATAGGAAATGATACTTATTTGACGGTACCTTACCAGAAAGCCAC 
GGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA 
GCGTGCGCAGACGGTTTAGCAAGTTTGGGGTTAAAACCTGGAGCTCAACTCCAGGTCGCCTTGAAAACTG 
TTAGGCTAGAGTGTAGGAGAGGTTGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGA 
ACACCAGTGGCGAAGGCGATCAACCGGCCTATTACTGACGTTTAGGCACGAAAGCGTGGGGAGCAAATAG 
GATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTCGGACTAAGTTCGGTGCTGCAG 
CTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGCGGTGGATCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCAG 
TGCGAAGCTGTAGAGATACAGTAGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGC 
CGTGAGGTGTTTGGTTAAGTCCAGCAACGAACGCAACCCTTGCCGTTAGTTACTCCATTAAGTTGAGATA 
CTCTAACGGGACTGCTAGTGCAAACTAGAAGGAAGGTGGGGATGACGTCAAATCATCAKGCCCCTKATGT 
CTTGGGCTACACACGTGATACAATGGCCGGTACAAACAGTTGCGATCTCGCAAGGGGGAGCTAATCTGAA 
AAAACCGGTCTCAGTTCGGATTGAGGGCTGCAACTCGCCCTCATGAAGTTGGAATCGCTAGTAATCGCGA 
ATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGATA 
ATACCAGAAGTCGGTATCCTAACCGTAAGGAGGGAGCCAGCCGCAAGGTAGGATTGATGATTAGGGTGAA 
GTCGTAACAAGGTATCCGTACCGGAAGGTGCGGCTGGATCACCTCC 


>gi|219846120|ref|NR_025710.1| Spiroplasma sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTGTCTAATCTACCTTTTAGAGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATAATACACCACTATGGCATCAGAAGGTGTTGAAAGGTCCGTTTGGACCGCTA 
AAAGATGAGGATGCGGCGTATTAGTTAGTAGGTGAGGTAATGGCTCACCTAGACGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAG 


CTCTGTTGTAGGGGAAGAATAGCTAGGAGAGGAAATGCTCTTAGTCTGACGGTACCCTACCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAT 
AGGGTGCGTAGGCGGCTTTGTAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACT 
GCTTTGCTAGAATACAGGAGAGGTAGATGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAGG 
AACACCAGTGGCGTAGGCGATCTACTGGCCTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATTATGTCGGTGCTGCA 
GCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCA 
GTGCAAAACTACAGAGATGTAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCCTATTATTAGTTACTAACATTCAGTTGAGG 
ACTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CCTGGGCTACACACGTGCTACAATGGTCGGTACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAA 
AAAGCCGATCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGG 
ATCAGCAACGCCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTA 
ATACCAGAAGCAGGTGTCCTAACCGTAAGGAGGGAGCCTACCAAGGTAGGATTAGCGATTAGGGTGAAGT 
CGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846119|ref|NR_025709.1| Spiroplasma montanense strain HYOS-1 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGACACAATTTGGCATCAAAATGTGTTAAAAGGCCCGTTTGGGCCGCTAA 
AAGATGAGGATGCGGCGTATTAGCTAGTAGGTAAGGTAATGGCTTACCTAGGCAATGATACGTAGCCGAA 
CTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAA 
TTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGACAGTCTTCGGATTGTAAAGC 
TCTGTTGTAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCAC 
GGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATA 
GGGTGCGTAGGCGGTTGATTAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTG 
ATTAACTAGAATACAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGA 
ACACCAGTGGCGTAGGCGGTCTACTGGCCTGTAATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAG 
GATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCAATTGTCGGTGCTGCAGC 
TAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGT 
GCAAAGCTACAGAGATGTAGTGGAGGCCAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGCC 
GTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTCAGTTGAGGAC 
TCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCC 
TGGGCTACACACGTGCTACAATGGCTGGTACAAAGAGTCGCAATCCCGCGAGGGGGAGCTAATCTCAAAA 
AGCCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAAT 
CAGCAACGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAAT 
GCCAGAAGCACGTATCCTAACCGTAAGGGGGGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGTCG 
TAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846118|ref|NR_025708.1| Spiroplasma litorale strain TN-1 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTCTTAGTGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGACACCATTATGGCATCAGAAGGTGTTAAAAGGTCCGTTTGGACCGCTA 
GGAGATGAGGATGCGGCGTATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAG 
CTCTGTTGTAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAT 
AGGGTGCGTAGGTGGTTAGTTAAGTTTGAGGTTAAATCCCAGGGCTCAACCCTGGTCCGCCTTGAAAACT 
GGCTAACTAGAATACAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGG 
AACACCAGTGGCGAAGGCGGTCTACTGGCCTGTGATTGACACTGAGGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCAATTTGTCGGTGCTGCA 
GCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCA 
GTGCAAAACTACAGAGATGTAGTGGAGGCCAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTTAGTTACTAACATTAAGTTGAGC 
ACTTTAACGAGACTGCTAGTGTAAGC TAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CCTGGGCTACACACGTGCTACAATGGCTGATACAAAGAGTCGCAATCCTGTGAGGGGGAGCTAATCTCAA 
AAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGA 
ATCAGCAACGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTA 
ATACCAGAAGCACGTATCTTAACCGTAAGGAGAGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGT 
CGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846117|ref|NR_025707.1| Spiroplasma leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTACCTAACCTACCATATAGTGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGAGGTCATTATCGCATGAGAAGATCTTAAAAGGACCGTTTGGTCCGCTA 
TTTGATGGGGGTGCGGCGTATTAGTTAGTAGGTGAGGTAATGGCTCACCTAGACGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTGTCAATGGACGCAAGTCTGAACAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAG 
CTCTGTTGTAAGGGAAGAAATATTAGGATAGGAAATGATCCTAATTTGACGGTACCTTATTAGAAAGCCA 


CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAC 
AGGGTGCGTAGGTGGTTTGGCAAGTTTGAGGTTAAATCCCGGAGCTTAACTCCGGTTCGCCTTGAAAACT 
GCCTTACTAGAATACAAGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGG 
AACACCAGCGGCGTAGGCGGTCTACTGGCTTGTTATTGACACTGAGGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAATACTAGGTGTCGGCAATTATGTCGGTGCCGC 
AGCTAACGCATTAAGTATTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGA 
CCCGAACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCC 
AGTGCAAAGCTATAGAGATATAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTACTAACATTTAGTTGAG 
GACTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATG 
TCCTGGGCTACACACGTGCTACAATGGTCGATACAAAGAGCAGCAATCCCGCGAGGAGGAGCAAATCTCA 
AAAAGTCGATCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCG 
AATCAGCAACGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGT 
AATACCAGAAGTATGTATTCTAACCGTAAGGAGGAAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAG 
TCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846116|ref|NR_025706.1| Spiroplasma lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATATGACAACATTATGGCATCAGAAGTTGTTGAAAGGGGCGTTTGCCCCGCTA 
GAAGATGAGGATGCGGCGTATTAGCTAGTAGGTGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAA 
CTCTGTTATAAGGGAAGAAATGTTAGAGTAGGAAATGACTTTAATTTGACGGTACCTTATCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA 
AGGGTGCGTAGGCGGTTTGGTAAGTTTAGGGTTAAATCCCGGGGCTCAACCCCGGTTCGCCTTGAAAACT 
GCCAATCTAGAATACAGGAGAGGTAAGTGGAATTCCGAGTGTAGCGGTGGAATGCGTAGATATTCGGAGG 
AACACCAGTGGCGAAGGCGACTTACTGGCCTGTTATTGACGCTCATGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAATACTAAGTGTCGGCATTTGTCGGTGCTGCAG 
CTAACGCATTAAGTATTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGGCGGGGACC 
CGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCAA 
TGCAAAGCTATAGAGATATAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTCAGTTGAGCA 
CTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTACACACGTGCTACAATGGTCGGTACAAAGAGTCGCAATCCCGCGAGGGGGAGCTAATCTCAAA 
AAGCCGATCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAA 
TCAGCAACGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGAGAGTTGATAA 
TGCCAGAAGTACGTATCTTAACCGTAAGGAGGGAGCGTACCAAGGTAGGATTAGCGATTAGGGTTAAGTC 
GTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846115|ref|NR_025705.1| Spiroplasma insolitum strain M55 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCCATTAGCGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGACATTTTCTGGCATCAGAGAATGTTAAAAGGTCCGTTTGGACCACTAA 
TGGATGAGGGTGCGGCGTATTAGTTAGTTGGTGGGGTAATGGCCTACCAAGACAATGATACGTAGCCGAA 
CTGAGAGGTTGAACGGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTAGGGAA 
TTTTTCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGACTGAAGACGGTCTTCGGATTGTAAAGG 
TCTGTTGTAAGGGAAGAACAGTAAGTATAGGAAATGATACTTATTTGACGGTACCTTACCAGAAAGCCAC 
GGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA 
GCGTGCGCAGACGGTTTAACAAGTTTGGGGTCAAATTCTGGAGCTTAACTCCAGTTCGCCTTGAAAACTG 
TTAAGCTAGAGTGTAGGAGAGGTCGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGA 
ACACCAGTGGCGAAGGCGGTCGACTGGCCTATCACTGACGTTTAGGCACGAAAGCGTAGGGAGCAAATAG 
GATTAGATACCCTAGTAGTCTACGCCGTAAACGATGAGTACTAAGTGTCGGACTAAGTTCGGTGCTGCAG 
CTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCAG 
TGCAAAGCTGTAGAAATACAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGC 
CGTGAGGTGTTTGGTTAAGTCCAGTAACGAGCGCAACCCTTGCCGTTAGTTACTCCATTAAGTTGAGATA 
CTCTAACGGGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTACACACGTGCTACAATGGCCGGTACAAACAGTTGCGATCTCGTAAGAGGGAGCTAATCTGAAA 
AAGCCGGTCTCAGTTCGGATTGAGGGCTGCAACTCGCCCTCATAAAGCCGGAATCGCTAGTAATCGCGAA 
TCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGATAA 
TACCAGAAGTCGGTATTCTAACCGTAAGGAGGAAGCCGCCCAAGGTAGGATTGATGATTAGGGTGAAGTC 
GTAACAAGGTATCCGTACGAGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846114|ref|NR_025704.1| Spiroplasma helicoides strain TABS-2 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGACACCATTATGGCATCAGAAGGTGTTAAAAGGCCCGTTTGGGTCGCTA 
GAAGATGAGGATGCGGCGTATTAGCTAGTAGGCGGGGTAATAGCCCACCTAGGCAATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAG 
CTCTGTTGTAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAT 


AGGGTGCGTAGGCGGTTAGTTAAGTTTGAGGTTAAAGACTGGAGCTCAACTCCAGCGCGCCTTGAAAACT 
GGCTAACTAGAATGCAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGG 
AACACCAGTGGCGTAGGCGGTCTACTGGCCTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATTAGTCGGTGCTGCAG 
CTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAG 
TGCAAAGCTATAGAGATATAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTTAGTTACTAACATTAAGTTGAGGA 
CTCTAACGAGACTGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACA 
CACGTGCTACAATGGCTGATACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGTCAGTCT 
CAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAACGT 
CGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAATACCAGAAGC 
ACGTATCTTAACCGTAAGGAGAGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGTCGTAACAAGGT 
ATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846113|ref|NR_025703.1| Spiroplasma floricola strain 23-6 16S ribosomal RNA, partial sequence 


TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCTTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGACATCATTATCGCATGAGAAGATGTTGAAAGGCCCGTTTGGGTCGCTA 
GAAGATGAGGATGCGGCGTATTAGCTAGTAGGTGGGGTAATGGCCCACCTAGGCGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAG 
CTCTGTTGTAAGGGAAGAACAGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAT 
AGGGTGCGTAGGAGGTTAGTTAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACT 
GGCTGACTAGAATGCAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGG 
AACACCAGTGGCGTAGGCGGTCTACTGGCCTGTTATTGACTCTGAGGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATTAAGTCGGTGCTGCA 
GCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCA 
GTGCAAAGCTACAGAGATGTAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTAAGTTGAGG 
ACTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CCTGGGCTACACACGTGCTACAATGGCTGATACAAAGAGTCGCAATCCTGTGAGGGGGAGCTAATCTCAA 
AAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGA 
ATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCC 


>gi|219846112|ref|NR_025702.1| Spiroplasma diminutum strain CUAS-1 16S 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGACATCATTATCGCATGAGAAGATGTTGAAAGGCCCGTTTGGGTCGCTA 
GAAGATGAGGATGCGGCGTATTAGCTAGTAGGCGGGGTAATGGCCCACCTAGGCGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAG 
CTCTGTTGTAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAT 
AGGGTGCGTAGGAGGTTAGTTAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACT 
GGCTAACTAGAATGCAGGAGAGGTAGATGGAATTTCATGTGTAGCGGTGGAATGCGTAGATATATGAAGG 
AACACCAGTGGCGAAGGCGGTCTACTGGCCTGTGATTGACTCTGAGGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCTTTAAGTCGGTGCTGCA 
GCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCA 
GTGCAAAGCTACAGAGATGTAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTAAGTTGAGG 
ACTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CCTGGGCTACACACGTGCTACAATGGCTGATACAAAGAGTTGCAATCCTGCGAGGGGGAGCTAATCTCAA 
AAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGA 
ATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTA 
ATACCAGAAGCACGTATCTTAACCGTAAGGAGGGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGT 
CGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846111|ref|NR_025701.1| Spiroplasma culicicola strain AES-1 16S 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGACATCATTATCGCATGAGAAGATGTTAAAAGGCCCGTTTGGGTCGCTA 
GAAGATGAGGATGCGGCGTATTAGCTAGTAGGCGGGGTAATGGCCCACCTAGGCGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAG 
CTCTGTTATAAGGGAAGAATAGCTAGAAGAGGAAATGCTTTTAGTCTGACGGTACCTTATCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAT 
AGGGTGCGTAGGCGGTTTGTTAAGTTTGAGGTTAAAGCCCGGGGCTCAACCCCGGTTCGCCTTGAAAACT 
GGCAAACTAGAATGCAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGG 
AACACCAGTGGCGTAGGCGGTCTACTGGCCTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATA 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATAAGTCGGTGCTGCAG 
CTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAG 
TGCAAAGCTACAGAGATGTAGTGGAGGCCAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTCAGTTGAGGA 
CTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
CTGGGCTACACACGTGCTACAATGGCTGGTACAAAGAGTCGCAATCCCGCGAGGGGGAGCTAATCTCAAA 
AAGCCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAA 
TCAGCAACGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAA 
TACCAGAAGCATGTATCTTAACCGCAAGGAGAGAGCGTACCAAGGTAGGACTAGCGATTAGGGTGAAGTC 
GTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846110|ref|NR_025700.1| Spiroplasma corruscae strain EC-1 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTCTTAGTGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGACACCATTATGGCATCAGAAGGTGTTGAAAGATCCGTTTGGATCGCTA 
AGAGATGAGGATGCGGCGTATTAGCTAGTAGGTAAGGTAATGGCTTACCTAGGCGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAA 
CTCTGTTGTAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAT 
AGGGTGCGTAGGTGGTTAGTTAAGTTTGAGGTTAAATCCCAGGGCTCAACCCTGGTCCGCCTTGAAAACT 
GGCTAACTAGAATACAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGG 
AACACCAGTGGCGAAGGCGGTCTACTGGCCTGTTATTGACACTGAGGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCAATTTGTCGGTGCTGCA 
GCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCA 
GTGCAAAACTACAGAGATGTAGTGGAGGCCAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTTAGTTACTAACATTAAGTTGAGC 
ACTTTAACGAGACTGCTAGTGTAAGC TAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CCTGGGCTACACACGTGCTACAATGGCTGATACAAAGAGTCGCAATCCTGTGAGGGGGAGCTAATCTCAA 
AAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGA 
ATCAGCAACGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTA 
ATACCAGAAGCACGTATCTTAACCGCAAGGAGAGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGT 
CGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846109|ref|NR_025699.1| Spiroplasma chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCCATTAGCGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATACGACATTTTCTGGCATCAGAGGATGTTAAAAGGTCCGTTTGGATCACTAA 
TGGATGAGGGTGCGGCGTATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAATGATACGTAGCCGAA 
CTGAGAGGTTGATCGGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTAGGGAA 
TTTTTCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGACTGAAGACGGTCTTCGGATTGTAAAGG 
TCTGTTGTAAGGGAAGAACAGTAAGTATAGGAAATGATACTTATTTGACGGTACCTTACCAGAAAGCCAC 
GGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA 
GCGTGCGCAGACGGTTTAGCAAGTTTGGGGTTAAAACCTGGAGCTCAACTCCAGGTCGCCTTGAAAACTG 
TTAGGCTAGAGTGTAGGAGAGGTTGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGA 
ACACCAGTGGCGAAGGCGATCAACCGGCCTATTACTGACGTTTAGGCACGAAAGCGTGGGGAGCAAATAG 
GATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTCGGACTAAGTTCGGTGCTGCAG 
CTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGCGGTGGATCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCAG 
TGCGAAGCTGTAGAGATACAGTAGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGC 
CGTGAGGTGTTTGGTTAAGTCCAGCAACGAACGCAACCCTTGCCGTTAGTTACTCCATTAAGTTGAGATA 
CTCTAACGGGACTGCTAGTGCAAACTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTACACACGTGATACAATGGCCGGTACAAACAGTTGCGATCTCGCAAGGGGGAGCTAATCTGAAA 
AAACCGGTCTCAGTTCGGATTGAGGGCTGCAACTCGCCCTCATGAAGTTGGAATCGCTAGTAATCGCGAA 
TCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGATAA 
TACCAGAAGTCGGTATCCTAACCGTAAGGAGGGAGCCGCCCAAGGTAGGATTGATGATTAGGGTGAAGTC 
GTAACAAGGTATCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 


>gi|219846108|ref|NR_025698.1| Spiroplasma chinense strain CCH 16S ribosomal RNA, partial sequence 
TTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTG 
CTTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGA 
AACGACTGCTAATACCGCATACGACTTCATTATGGCATCAGAAGAAGTTAAAAGGCCCGTTTGGGTCGCT 
AGAAGATGAGGATGCGGCGTATTAGCTAGTAGGTGAGGTAACTGCTCACCTAGGCGATGATACGTAGCCG 
AACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGG 
AATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAA 
GCTCTGTTATAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTATCAGAAAGCC 
ACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA 
TAGGGTGCGTAGGCGGTTTGTTAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAAC 
TGGCAGACTAGAATGCAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAG 
GAACACCAGTGGCGTAGGCGGTCTACTGGCCTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAAT 
AGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATTAGTCGGTGCTGCA 


GCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCA 
GTGCAAAGCTACAGAGATGTAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTCAGTTGAGG 
ACTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CCTGGGCTACACACGTGCTACAATGGCCGATACAAAGAGTCGCAATCCCGCGAGGGGGAGCTAATCTCAA 
AAAGTCGGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGA 
ATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTA 
ATACCAGAAGCACGTATCTTAACCGTAAGGAGAGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGT 
CGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846107|ref|NR_025697.1| Spiroplasma alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGC 
TTGCACCCAGTGGCGAACGGGTGAGTAACACGTGTCTAATCTACCTTTTAGAGGGGGATAACAGTTGGAA 
ACGACTGCTAATACCGCATATGACACCACTATGGCATCAGAAGGTGTTGAAAGGTCCGTTTGGACCGCTA 
AAAGATGAGGATGCGGCGTATTAGTTAGTAGGTGAGGTAATGGCTCACCTAGACGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAG 
CTCTGTTGTAGGAGAAGAAYAACTAGGAGAGGAAATGCTCTTAGTCTGACGGTACCCTACCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAT 
AGGGTGCGTAGGCGGCTTAGTAAGTTTGAGGTTAAAGCCCGGGGCTCAACTCCGGTTCGCCTTGAAAACT 
GCTTTGCTAGAATACAGGAGAGGTAGATGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAGG 
AACACCAGTGGCGTAGGCGATCTACTGGCCTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATTATGTCGGTGCTGCA 
GCTAACGCATTAAGTACTCCGMCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCA 
GTGCAAAACTACAGAGATGTAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCCTATTATTAGTTACTAACATTCAGTTGAGG 
ACTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CCTGGGCTACACACGTGCTACAATGGTCGGTACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAA 
AAAGCCGATCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGG 
ATCAGCAACGCCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTA 
ATACCAGAAGCAGGTGTCCTAACCGTAAGGAGGGAGCCTACCAAGGTAGGATTAGCGATTAGGGTGAAGT 
CGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTT 


>gi|219846106|ref|NR_025696.1| Algibacter lectus strain KMM 3902 16S ribosomal RNA, partial sequence 
ACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACATTGGAGCTTGCTTCAGATGACGACCGGC 
GCACGGGTGCGTAACGCGTATACAATCTACCTTTTGCTGAGGGATAGCCCAGAGAAATTTGGATTAATAC 
CTCATAGTATACACTACTTTCATGAGTTATGTATTAAAGGTTACGGCAAAAGATGAGTATGCGTCCTATT 
AGCTAGATGGTAAGGTAACGGCTTACCATGGCAACGATAGGTAGGGGCCCTGAGAGGGGGATCCCCCACA 
CTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACT 
CTGATCCAGCCATGCCGCGTGCAGGATGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAAC 
ACTGCTACGTGTAGCAGCTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGATAATTAAGTCA 
GAGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGGTTATCTTGAATCATTATGAAGTGG 
TTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCAATTGCGAAGGCAGATCACT 
AATAATGTATTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGGATACTAGCTGTTCGGAACTTGTTTCTGAGTGGCTAAGCGAAAGTGATAAGTATCCCAC 
CTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAGAC 
TTTTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGT 
CCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCAG 
TGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACACACGTGC 
TACAATGGTAGGGACAGAGAGCAGCCACTGTGCGAACAGGAGCGAATCTATAAACCCTATCACAGTTCGG 
ATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCCGTCACC 
GTAAGGAGCGGCTTAGGGTAAAGTCGG 


>gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae strain BARC 857 16S ribosomal RNA, partial sequence 
GGCTCAGGAYRAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGAGGTGCTTGCACCTCAGTGGC 
GAACGGGTGAGTAACACGTATCTAATCTACCTTCTAGCGGGGGATAACTTTTGGAAACGAAAGGTAATAC 
CGCATGTGGATGTTATTATCGCATGAGAAAACATTCAAAGATCCGTTTGGATCACTAGAAGATGAGGATG 
CGGCGTATTAGCTAGTAGGCGGGGTAAARGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGA 
TCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATG 
GACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGG 
GAAGAAAACATAGGAGAGGAAATGCTCTTATCTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGT 
GCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGC 
GGTTTCGCAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCGGGACTAGAAT 
ATCAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGTGGCG 
AAAGCGGCTTACTGGCTGATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCC 
TAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTATTGGGGATTACCTCAGTGCTGCAGCTAACGCATTA 
AGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGG 
TGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATACAGTGCAAAGCTAC 


AGAGATGTAGTGGAGGTTAACATTGATACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTT 
GGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGA 
CTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACAC 
ACGTGCTACAATGGCCGATACAAAGAGTCGCAATCTCGCGAGRGGGAGCTAATCTCAAAAAGTCGGTCTC 
AGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTC 
GCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGAGAGTTGGTAATACCAGAAGTA 
CGTTTCCTAACCGTAAGGAAGGCGCGTCCCAAGGTAGGACTAGCGATTGGGGTTAAGTCGTAACAAGGTA 
TCCGTACGGGAACGTGCGGRTGGATCACCTCCTTTC 


>gi|219846104|ref|NR_025694.1| Desulfatibacillum aliphaticivorans strain CV2803 16S ribosomal RNA, 
partial sequence 
AACACATGCAAGTCGTACGAGAACTCCCTTGCTTGCAAGGGATAGTAAAGTGGCGCACGGGTGAGTAACG 
CGTGGGTAATCTACCCTTGGATTCGGGATAACATTGCGAAAGCGGTGCTAATACCGGATAACATTCGCAG 
GTCTTAGGATGTGCGGATCAAAGATGGCCTCTACATGTAAGCTATCGTCTGGGGAGGAGCTCGCGTACCA 
TTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCTCCGATGGTTAGCTGGTCTGAGAGGATGATCAGCCA 
CACTGGAACTGACACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATCTTGCGCAATGGGCGAAA 
GCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCAAGTGGGAAGAAC 
CTGCTTCTGATTAATACTCAGGAGTACTGACGGTACCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGCCGT 
TTAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAAGTGCATTTGATACTGGATGGCTTGAGTATGGG 
AGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GACTTCCTGGACCAATACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCAGTAAACGTTGATCACTAGGTGTAGCGGGTATTGACCCCTGCTGTGCCGCAGCTAACGCATT 
AAGTGATCCGCCTGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGACGCAACGCGCAAAACCTTACCTGGATTTGACATCTCGGGAATCTCTTT 
GAAAGAAGAGAGTGCCCTTCGGGGAGCCCGATGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCATCATTCAGTTGGGCACTCTA 
AATAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGG 
GCTACACACGTGCTACAATGGATCGCACAAAGGGCAGCGAACTCGCGAGAGTAAGCCAATCCCAAAAAAC 
GGTCCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAG 
CATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCTGTACCA 
GAAGTCGTCGGGCTAACCTTCGGGAGGCAGGCGCCTAAGGTATGGT 


>gi|219846102|ref|NR_025692.1| Sulfitobacter delicatus strain KMM 3584 16S ribosomal RNA, partial 
sequence 
GAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGACCTTCGGGTCTAGCGGCGGACGGGT 
TAGTAACGCGTGGGAACGTGCCCTTCTCTGCGGAATAGCCACTGGAAACGGTGAGTAATACCGCATACGC 
CCTTCGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCC 
TACCAAGTCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGTG 
TGATGAAGGTCTTAGGATCGTAAAGCACTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCC 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAA 
AGCGTACGTAGGCGGATCAGAAAGTATAGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTGTAAAC 
TCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAG 
GAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGTATACTGTTCGGT 
GACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGA 
CATCCTGTGCTAACCCGAGAGATCGGGCGTTCACTTCGGTGACGCAGTGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAG 
TTCGGCTGGGCACTCTAAGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCA 
TGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAGCTGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGGAACAGCATGC 
CACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGG 
CCGTGCGCCAACCTTTCGAGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAG 
GTAGCCGTAGGGGAACCTGCGGCTGGATC 


>gi|219846101|ref|NR_025691.1| Sulfitobacter dubius strain KMM 3554 16S ribosomal RNA, partial sequence 
TCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGACCTTCGGGTCTAGCGGCGGACG 
GGTTAGTAACGCGTGGGAACGTGCCCTTCTCTGCGGAATAGCCACTGGAAACGGTGAGTAATACCGCATA 
CGCCCTTCGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATG 
GCCTACCAAGTCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGT 
GTGTGATGAAGGTCTTAGGATCGTAAAGCACTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAA 
CCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCG 
TAAAGCGTACGTAGGCGGATCAGAAAGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCCAA 
AACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTG 
GAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGTATACTGTTC 
GGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCT 
TGACATCCTGTGCTAACCCGAGAGATCGGGCGTTCACTTCGGTGACGCAGTGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAG 


CAGTTCGGCTGGGCACTCTAAGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCC 
TCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAGCT 
GTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGGAACAGCA 
TGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGA 
CGGCCGTGCGCCAACCTTTCGAGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAAC 
AAGGTAGCCGTAGGGGAACCTGCGGCTGGA 


>gi|219846100|ref|NR_025690.1| Marinobacter excellens strain KMM 3809 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACA 
GATCTAGCTTGCTAGATGCTGACGAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCCAGTAGTGGG 
GGACAACAATCGGAAACGGTTGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCT 
TGCGCTATTGGATGAGCCTAAGTCGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCCG 
TAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGT 
TGTAAAGCACTTTCAGCGAGGAGGAAGGCTCTAAAGTTAATACCTTTAGGGATTGACGTTACTCGCAGAA 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGCGCGTAGGTGGTTAGGTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCAT 
TTCGAACTGTCTGACTAGAGTGTGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATA 
TAGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGACTCTTGAA 
GTCTTAGTGGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCT 
GGCCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCAT 
GGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTGGTT 
GCTAACAGGTAATGCTGAGAACTCCAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AGGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCCAACTC 
GCGAGAGTGAGCCAATCCCTTAAAACGCGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGT 
CGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGATTGCACCAGAAGTAGTTAGTCTAACCTTCGGGAGGACGATTACCACGGTGTG 
GTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGYTGGATCACCTCCTT 


>gi|219846099|ref|NR_025689.1| Vagococcus carniphilus strain 1843-02 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTTGATTTTCACCGGAGCTYGCTCCACC 
GAAAATCAAAGAGTGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCAACAGAGGGGGATAACACTTG 
GAAACAGGTGCTAATACCGCATAATTTGTTTTTCCGCATGGAAGAATAATAAAAGACGCTTCGGTGTCAC 
TGTTGGATGGGCCCGCGCTGCATTAGTTAGTTGGTGGGGTAACGGCCTACCAAGACCATGATGCATAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAA 
AACTCTGTTGTTAGAGAAGAACAAGTGAGAGAGTTACTGTTCTCACCTTGACGGTATCTAACCAGAAAGC 
CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT 
AAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCTCGGCTCAACCGAGGAAGGTCATTGGAA 
ACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGG 
AGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTT 
CAGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCA 
TCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAATGAGTCGCAAGACCGCGAGG 
TTTAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAAT 
CGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGAGAGTTTGTAACACCCAAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATAGAT 
GATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846098|ref|NR_025688.1| Garciella nitratireducens strain Met 79 16S ribosomal RNA, partial 
sequence 
ACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGTCTAAGTAAGCAACCTAGTTGAGAACTTAGATA 
GCGGCGGACGGGTGAGTAACGCGTGGAGAACCTACCTTGTAGAGGGGGATAGCCTCGGGAAACCGGGATT 
AATACCCCATGACACTGAAATACCGCATGGTATTTGAGTCAAAGCGAGCAAGCGCTACAAGATGGCTCCG 
CGTCCCATTAGCTAGTTGGTGAGATAACAGCTCACCAAGGCGACGATGGGTAGCCGACCTGAGAGGGTGA 
TCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATG 
GGGGGAACCCTGACGCAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTGATAAGG 
GAAGAAGAAGTGACAGTACCTTAAGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCCAAATAAGTCAGATGTGAAA 
GTCCAAGGCTCAACCATGGAATAGCATTTGAAACTGCATGGCTTGAGTGCAGGAGAGGAGAGCGGAATTC 
CTAGTGTAGCGGTGAAATGCGTAGAGAT TAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTAA 
CTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGAGTGCTAGGTGTCGGGAGGAATCTCGGTGCCGGAGTTAACACAATAAGCACTCCGCCTGGGGAGTACG 
ACCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTTGACGACCTAAGAGATTAGGTGTTCTCGTTATA 
CGGGACAAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTATATTTAGTTGCCAGCAAGTAAAGTTGGGCACTCTAAATAGACTGCCGGCAAGAA 


GTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCCCTGGGCTACACACGTGCTACAAT 
GGTCTGTACAAAGGGAAGCGAAAGAGTGATCTGGAGCGAATCCCAGAAAGCAGATCTCAGTTCGGATTGC 
AGGCTGCAACTCGCCTGCATGAAGGAGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGCCAACCT 
AGAAATAGGAGGCAGCTGCCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCG 
G 


>gi|219846097|ref|NR_025687.1| Mesoplasma grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 
GGCTCAGGAYGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGAGGTGCTTGCACCTCAGTGGC 
GAACGGGTGAGTAACACGTATCTAATCTACCTTCTAGCGGGGGATAACTTTTGGAAACGAAAGGTAATAC 
CGCATGTGGATGTTATTATCGCATGAGAAAACATTCAAAGATCCGTTTGGATCACTAGAAGATGAGGATG 
CGGCGTATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGA 
TCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATG 
GACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGG 
GAAGAAAACATAGGAGAGGAAATGCTCTTATCTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGT 
GCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGC 
GGTTTCGCAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCGGGACTAGAAT 
ATCAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGTGGCG 
AAAGCGGCTTACTGGCTGATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCC 
TAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTATTGGGGATTACCTCAGTGCTGCAGCTAACGCATTA 
AGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGG 
TGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATACAGTGCAAAGCTAC 
AGAGATGTAGTGGAGGTTAACATTGATACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTT 
GGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGA 
CTGCTAGTGTAAGC TAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACAC 
ACGTGCTACAATGGCCGATACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGTCGGTCTC 
AGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTC 
GCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGAGAGTTGGTAATACCAGAAGTA 
CGTTTCCTAACCGTAAGGAAGGCGCGTCCCAAGGTAGGACTAGCGATTGGGGTTAAGTCGTAACAAGGTA 
TCCGTACGGGAACGTGCGG 


>gi|219846096|ref|NR_025686.1| Achromobacter spanius strain LMG 5911 16S ribosomal RNA, partial sequence 
ATTGAACGCTAGCGGGATGCCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGT 
GGCGAACGGGTGAGTAATGTATCGGAACGTGCCTAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTAAT 
ACCGCATACGCCCTACGGGGGAAAGCAGGGGATCGCAAGACCTTGCACTATTAGAGCGGCCGATATCGGA 
TTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAA 
CCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGAAAGAAA 
CGTCATGGGCTAATACCCCGTGAAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGG 
AAAGAAAGATGTGAAATCCCAGAGCTTAACTTTGGAACTGCATTTTTAACTACCGAGCTAGAGTGTGTCA 
GAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCA 
GCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGCCTTGGTAGCGCAGCTAACGCGTGAAG 
TTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATTCCGAAGA 
GATTTGGAAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCAC 
ACGTCATACAATGGTCGGGACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAACCCGATCGT 
AGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCG 
CGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTAG 
TTAGCCTAACCGYAAGGGGGGCGATTACCACGGTAGGATTCATGAC 


>gi|219846095|ref|NR_025685.1| Achromobacter insolitus strain LMG 6003 16S ribosomal RNA, partial 
sequence 
GCGGGATGCCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGT 
GAGTAATGTATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGC 
CCTACGGGGGAAAGCAGGGGATCGCAAGACCTTGCACTATTGGAGCGGCCGATATCGGATTAGCTAGTTG 
GTGGGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAG 
CCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGAAAGAAACGTCGTGGGTT 
AATACCCCGCGAAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATG 
TGAAATCCCAGAGCTTAACTTTGGAACTGCATTTTTAACTACCGAGCTAGAGTGTGTCAGAGGGAGGTGG 
AATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGA 
TAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTA 
AACGATGTCAACTAGCTGTTGGGGCCTTCGGGCCTTGGTAGCGCAGCTAACGCGTGAAGTTGACCGCCTG 
GGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGA 
TTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATTCYGAAGAGATTTRGGAGT 
GCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACA 
AACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAA 


TGGTCGGGACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAACCCGATCGTAGTCCGGATCG 
CAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACG 
TTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTAGTTAGCCTAACC 
GCAAGGGGGGCGATTACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAA 
GGT 


>gi|219846094|ref|NR_025684.1| Shewanella waksmanii strain KMM 3823 16S ribosomal RNA, partial sequence 
TGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACA 
GRRAGAAAGCTTGCTTTCTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCCTAGGGAACTGCCCAGTCG 
AGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGCTCTTCGG 
ACCTTTCGCGATTGGATGTACCTAGGTGGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGA 
TCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTC 
GGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTAACGGTTAATACCCGTTAGCTGTGACGTTACTCGC 
AGAAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATT 
ACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACT 
GCATTTCGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTA 
GAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAATTTGGTGTCT 
TGAACACTGGGTTCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTC 
AAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTACTCTTGACATCCAGAGAATTTACCAGAGATGGTTTAGTGCCTTCGGGAACTCTGAGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTT 
ATTTGCCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGA 
CGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGTTGCGA 
AGCCGCGAGGTGAAGCTAATCCCAGAAAGCTCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATG 
AAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGG 
TGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGYTGGATCACCTCCTT 


>gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola strain CHPA-2 16S ribosomal RNA, partial sequence 
ATCCTGGCTCAGGAYGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGAGGTGCTTGCACCTCA 
GTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTCTAGCGGGGGATAACTTTTGGAAACGAAAGGT 
AATACCGCATATGGATATTATTATCGCATGAGAAAATATTCAAAGATCCGTTTGGATCACTAGAAGATGA 
GGATGCGGCGTATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAG 
GTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCA 
CAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTG 
TAAGGGAAGAAAAAATAGGAGAGGAAATGCTCTTATCTTGACGGTACCTTACCAGAAAGCCACGGCTAAC 
TATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCG 
TAGGCGGTTTTGCAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCGGAACT 
AGAATATCAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCAG 
TGGCGAAAGCGGCTTACTGGCTGATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGA 
TACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTATTGGGGATTACCTCAGTGCTGCAGCTAACG 
CATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACA 
AGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAA 
GCTACAGAGATGTAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAG 
GTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTACCATTAAGTTGAGGACTCTAA 
CGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGC 
TACACACGTGCTACAATGGCCGATACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGTCG 
GTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCT 
ATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGAGAGTTGGTAATACCAG 
AAGTACGTTTCCTAACCGTAAGGAAGGCGCGTCCCAAGGTAGGACTAGCGATTGGGGTTAAGTCGTAACA 
AGGTATCCGTACGGGAACGTGCGGRTGGAT 


>gi|219846089|ref|NR_025679.1| Fusobacterium canifelinum strain RMA 12708 16S ribosomal RNA, partial 
sequence 
TGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCTACTTGAATTTGGGTTTTTTAACTTC 
GATTTGGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCTCACAGCTAGGGACAACATTTGGAAAC 
GAATGCTAATACCTAATATTATGATTTTAGGGCATCCTAGAATTATGAAAGCTATATGCGCTGTGAGAGA 
GCTTTGCGTCCCATTAGCTAGTTGGAGAGGTAACGGCTCACCAAGGCGATGATGGGTAGCCGGCCTGAGA 
GGGTGATCGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGACCAAGAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTTTTTCGGAATGTAAAGTGCTTT 
CAGTTGGGAAGAAAAAAATGACGGTACCAACAGAAGAAGTGACGGCTAAATACGTGCCAGCAGCCGCGGT 
AATACGTATGTCACAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTATGTAAGTCTG 
ATGTGAAAATGCAGGGCTCAACTCTGTATTGCGTTGGAAACTGTGTAACTAGAGTACTGGAGAGGTAAGC 
GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTGG 
ACAGATACTGACGCTGAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGATTACTAGGTGTTGGGGGTCGAACCTCAGCGCCCAAGCAAACGCGATAAGTAATCCGCCTG 
GGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGACGCAACGCGAGGAACCTTACCAGCGTTTGACATCTTAGGAATGAGACAGAGATGTTTCAGT 
GTCCTTTCGGGGAAACCTAAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCCTTTCGTATGTTACCATCATTAAGTTGGGGACTCATGCGATACTGCC 
TACGATGAGTAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACGCTGGGCTACACACGT 


GCTACAATGGGTAGAACAGAGAGTTGCAAAGCCGTGAGGTGGAGCTAATCTCAGAAAACTATTCTTAGTT 
CGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGG 
TGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAG 
GCCTAACCGCAAGGAGGGATGCTCCGAGGGTGTGATTAGCGATTGGGGTGAAGTCGTA 


>gi|219846088|ref|NR_025678.1| Tepidibacter thalassicus strain SC 562 16S ribosomal RNA, partial sequence 
CGTGCCTAACACATGCAAGTCGAGCGAGGAGAAAAGAGCTTGCTCTTGGATCCTAGCGGCGGACGGGTGA 
GTAACGCGTGGGTAACCTGCCCTATACACACGGATAACATACCGAAAGGTATGCTAATACGGGATAAGCT 
AAGATAAGGCATCTTATCATAGTCAAAGCGAAAGCGGTATAGGATGGGCCCGCGTCCCATTAGCTAGTTG 
GTGAGGTAAAAGCTCACCAAGGCGACGATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTG 
AGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAG 
CAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTAAGGGAAGAAGGATTGACGGTA 
CCTTAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCG 
GAATTACTGGGCGTAAAGGGTGCGTAGGCGGCTGTACAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTA 
GTAAGCCTYTTGAAACTGTACGGCTTGAGTGCAGGAGAGGAGAGTAGAATTCCCAGTGTAGCGGTGAAAT 
GCGTAGATATTGGGAGGAATACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAA 
AGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGG 
GGTTACCCCCTCGGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCTAGGCTTGACATCCCTCGGACCGCTTCTTAATAGAAGCTTTCCCTTATGGGACTGAGGAGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
CCTTTAGTTGCCAGCACTTAGGGTGGGCACTCTAGAGGGACTGCCGAGGACAACTCGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGCCTAGGGCTACACACGTGCTACAATGGCTAGTACAGAGGGAA 
GCGAAACTGCGAAGTGGAGCAAATCCCTTAAAGCTAGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTG 
CATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTCGGAGGCACCCGAAGTCGGGAAACCAACCGCAAGGAGGGACCCGCCG 
AAGG 


>gi|219846086|ref|NR_025676.1| Entomoplasma luminosum strain PIMN-1 16S ribosomal RNA, partial sequence 
TCAGGAYGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCCAGTGGCGAA 
CGGGTGAGTAACACGTATCTAATCTACCTTAAAGCGGGGGATAACCTTTGGAAACGAAGGATAATACCGC 
ATGTGAACTTCAACTGGCATCAGTTGAAGTTGAAAGTTCCGTTTGGAACACTTTAAGATGAGGATGCGGC 
GTATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGG 
CCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACG 
AAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTTGTAAGGGAAG 
AAAACTTAGGAGAGGAAATGCTCTTAAGCTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCA 
GCAGCCGCGGTAATACATAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTATAGGGTGCGTAGGCGGTT 
TTGTAAGTTTGAGGTTAAAGTCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTACATCACTAGAATACAA 
GAGAGGTAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAAAG 
CGGCTTACTGGCTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGT 
AGTCCACGCCGTAAACGATGAGTACTAAGTGTCGGGGATTTCCTCGGTGCTGCAGCTAACGCATTAAGTA 
CTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGA 
GCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCGAAGCTATAGAG 
ATATAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGT 
TAAGTCCCGCAACGAACGCAACCCTTGTTGTTAGTTACTACCATTAAGTTGAGGACTCTAACAAGACTGC 
TAGCGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGT 
GCTACAATGGCCGATACAAAGAGCTGCAAACCTGCGAAGGCTAGCTAATCTCAAAAAGTCGGTCTTAGTT 
CGGATTGGAGTCTGCAACTCGACTCCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGG 
TGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGAGAGTTGGTAATACCAGAAGTAGGTA 
GCTTAACCGTAAGGAGAGCGCTTCCCAAGGTAGGACTAGCGATTGGGGTTAAGTCGTAACAAGGTATCCC 
TACGGGAACGTGCGGATGGAT 


>gi|219846085|ref|NR_025675.1| Vibrio superstes strain G3-29 16S ribosomal RNA, partial sequence 
TGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATGATTCTGAACCTTCGGGGAACGAATTAGGC 
GTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGAT 
GGCTAATACCGCATAACGTCTACGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCTTCAGGATATGCCCA 
GGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGA 
TCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGT 
GAGGAAGGCGTTGAAGTTAATAGCTTCAGCGTTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGT 
GGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACCGCATTTGAAACTGGCAGGCTAGAG 
TACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGC 
GAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAAC 
GCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAT 
TCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTT 
GTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACGTAATGGTGGGA 
ACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACG 
AGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACCAGCGATGGTGAGCGAATCCCA 
AAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTG 
AATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCT 


GCAAAAGAAGTGGGTAGTTTAACCTTTCGGGGAGGACGCTCGCCACTTTGTGGTTCATGACTGGGGTGAA 
GTCGTAACAAGGTAGCC 


>gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli strain P43/6/78 16S ribosomal RNA, partial sequence 
TGATCCTGGCTCAGAGCGAACGTTGGCGATGCGTCTTAAGCATGCAAGTCGAGCGGGCTTATTCGGGCAA 
CTGGATAAGTTAGCGGCGAACTGGTGAGTAACACGTAGGTAATCTGCCGTGAAGTGGGGGATAACCCATG 
GAAACATGGACTAATACCGCATATACTCTTGCTACATAAGTAGAGTAGAGGAAAGTTTTTTCGCTTCACG 
ATGAGCCTGCGGCCTATTAGCCTGTTGGTAGGGTAATGGCCTACCAAAGCTACGATAGGTAGCCGACCTG 
AGAGGGTGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTGAGAATCT 
TCCACAATGGACGAAAGTCTGATGGAGCGACATCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCG 
GAAATTATCGAAGAATGAGTGACAGTAGATAATGTAAGCCTCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGAGGCAAACGTTGCTCGGATTTACTGGGCGTAAAGGGTGAGTAGGCGGATTTATAAGTCTAA 
GGTGAAAGACCGAAGCTCAACTTCGGGAACGCCTCGGATACTGTAAGTCTTGGATATTGTAGGGGATGAT 
GGAATTCTCGGTGTAGCGGTGGAATGCGCAGATATCGAGAGGAACACCTATAGCGAAGGCAGTCATCTGG 
GCATTTATCGACGCTGAATCACGAAAGCTAGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCTAGCCG 
TAAACGTTGTACACTAGGTGCTTCTATTTAAATAGGAGTGCCGTAGCTAACGTCTTAAGTGTACCGCCTG 
AGGAGTATGCCCGCAAGGGTGAAACTCAAAGAAATTGACGGGTCCCCGCACAAGTGGTGGAGCATGTGGT 
TTAATTCGATGATACGCGAAAAACCTTACCTGGGTTTGAATTGTTAGATGAATGATTTAGAGATAAGTCA 
GACCGCAAGGACGTTTAACATAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCACCCTCTGTTGCTACCGAGTAATGTCGAGCACTCTTAGGGGACTGCCT 
ACGTTCAAGTAGGAGGAAGGTGGGGATGATGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGT 
GCTACAATGGCAAGTACAAAGAGAAGCAAGACCGCGAGGTGGAGCAAAACTCAAAAAAGTTGCCTCAGTT 
CGGATTGGAGTCTGAAACTCGACTCCATGAAGTTGGAATCACTAGTAATCGTAGATCAGAACGCTACGGT 
GAATACGTTCCCGGGGATTGTACACACCGCCCGTCACGCCATCGGAGTTGGTTTTACCTGAAGCCGTTAG 
CCTAACCGCAAGGAGGGCGGCGTCGAAGGTGGGACTGATGATGAGGGTGAAGTCGTAACAAG 


>gi|219846083|ref|NR_025673.1| Schlegelella thermodepolymerans strain K14 16S ribosomal RNA, partial 
sequence 
AGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGCGGGC 
TTCGGCCTGGCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTAGTGGGGGATAGCCC 
GGCGAAAGCCGGATTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGAAAGGCCTCGCGCTATT 
GGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTC 
TGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
TTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCG 
CTTTTGTCAGGGAAGAAATCCTCTGGGCTAATACCCCGGGGGGATGACGGTACCTGAAGAATAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGTGCGCAGGCGGTTGTGCAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTG 
CACGGCTAGAGTGCGGCAGAGGGGAGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGA 
ACACCGATGGCGAAGGCAGCTCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTTGTTGGACGGTTCGCTGTTCAGTAA 
CGTTAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGAC 
ATGCCAGGAATCCTGCAGAGATGTGGGAGTGCTCGAAAGAGAACCTGGACACAGGTGCTGCATGGCCGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGA 
AAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCC 
CTTATGGGTAGGGCTACACACGTCATACAATGGCCGGTACAGAGGGCAGCCAACCCGCGAGGGGGAGCCA 
ATCCCAGAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAG 
CGGGTTCTGCCAGATGTGGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCAGGGTTCGCGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGTAGGAGCGGGTGGATCACC 


>gi|219846081|ref|NR_025671.1| Marinobacter lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 
AACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGGGGGAGCTTGCTCCCCGCTGACGAGC 
GGCGGACGGGTGAGTAATGCTTAGGAAACTGCCCAGTAGTGGGGGATAGCCCGGGGAAACCCGGATTAAT 
ACCGCGTACGCCCTTCGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGTGCCTAAGTCGGA 
TTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCA 
CATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAA 
CCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGAGGAGGAAG 
GCTCAAAGGTTAATACCCTTTGGGATTGACGTTACTCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGA 
TAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTGTCAGGCTAGAGTGTGGTA 
GAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCG 
GCTACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCAACTAGCCGTTGGGACTCTTGAAGTCTTAGTGGCGCAGCTAACGCACTAA 
GTTGACCGCCTGGGGAGTACGGCCGCAAGGT TAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATGCAGAGAACTTTCCAG 
AGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTAGTTGCTAGCAGTTCGGCTGAGAACTCTAGG 
GAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTACGGCCAGGGC 
TACACACGTGCTACAATGGTGCGCACAGAGGGCTGCAAACCCGCGAGGGGGAGCTAATCTCACAAAACGC 
ATCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAA 
TGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGA 
AGTGGTTAGTCTAACCTTCGGGAGGACGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAA 


GGT 


>gi|219846080|ref|NR_025670.1| Bacteroides capillosus strain ATCC 29799 16S ribosomal RNA, partial 
sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGAGCTCATGACAGAGGATTCGTCCAAT 
GGATTGGGTTTCTTAGTGGCGGACGGGTGAGTAACGCGTGAGGAACCTGCCTCGGAGTGGGGAATAACAG 
TCCGAAAGGACTGCTAATACCGCATAATGCAGCTGAGTCGCATGACACTGGCTGCCAAAGATTTATCGCT 
CTGAGATGGCCTCGCGTCTGATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATCAGTAGCCG 
GACTGAGAGGTTGGCCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGCTTTCGGGTTGTAAA 
CTTCTTTTATCAGGGACGAAATAAATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC 
AAGTCAGGTGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTGCTGGAG 
AGGCAATCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGG 
ATTGCTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGGATACTAGGTGTGGGGGGACTGACCCCCTCCGTTGCCGCAGTTAACACAATAA 
GTATCCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCGACTAACGAAGCAG 
AGATGCATTAGGTGCCCTTCGGGGAAAGTCGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACGCAAGAGCACTCTAGCGAG 
ACTGCCGTTGACAAAACGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCCAC 
ACACGTACTACAATGGTGGTTAACAGAGGGAAGCAATGCCGCGAGGTGGAGCAAATCCCTAAAAGCCATC 
CCAGTTCGGATTGCAGGCTGAAACCCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCGGGAACACCCGAAGT 
CCGTAGCCTAACCGCAAGGAGGGCGCGGCCGAAGGTGGGTTCGATAATTGGGGTGAAGTCGTAACAAGGT 
AGCCGTATCGGAA 


>gi|219846079|ref|NR_025669.1| Kerstersia gyiorum strain LMG 5906 16S ribosomal RNA, partial sequence 
GCGGGATGCTTTACACATGCAAGTCGAACGGCAGCACGAGGAGCTTGCTCCTTGGTGGCGAGTGGCGAAC 
GGGTGAGTAATATATCGGAACATGCCCAGTAGCGGGGGATAACTACTCGAAAGAGTGGCTAATACCGCAT 
ACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCACTATTGGAGTGGCCGAGATCGGATTAGCTA 
GTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGAT 
CCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCAGGAAAGAAATCGCCCG 
GGATAATACCTCGGGTGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAA 
GATGTGAAATCCCAGGGCTTAACCTTGGAACTGCATTTTTAACTACCGGGCTAGAGTGTGTCAGAGGGGG 
GTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCCCCT 
GGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGCCTTAGTAGCGCAGCTAACGCGTGAAGTTGACCG 
CCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATG 
TGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATCCCGAAGAGATTTGG 
GAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCAT 
ACAATGGTCGGGACAGAGGGTTGCCAAACCGCGAGGTGGAGCTAATCTCAGAAACCCGATCGTAGTCCGG 
ATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGTCGCGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCTACCAGAAGTAGTTAGCCT 
AACCGCAAGGAGGG 


>gi|219846078|ref|NR_025668.1| Zooshikella ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGGGCGGTAACAGAAGAGCTTGCTCTTGCTGACGA 
GCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGTGGGTGGGGGATAGCCCGGAGAAATCCGGATTA 
ATACCGCATATGCCCTGAGGGGTAAAGCAGGGGATCTTAGGACCTTGCGCCGATGGATGAGCCTATGTCG 
GATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGC 
AACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGCAGGGAGGA 
AAGGTTGCGGGTTAATACCTCGTAGCTGTGACGTTACCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTT 
ACTAAGCTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTCATAACTGGTAGGCTAGAGTATGG 
CAGAGGCGAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGG 
CGACTCGCTGGGTCAATACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGAGAACTAGCCGTTGGGATCCATGTAGGTCTTGGTGGCGCAGCTAACGCAC 
TAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATCCTGCGAACACTT 
TAGAGATAGAGTGGTGCCTTCGGGAGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCATGTAATGGTGGGGACTC 
TAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCA 
GGGCTACACACGTGCTACAATGGGGCGAACAGAGGGTTGCCAAGCTGCGAAGTGGAGCTAATCTCTTAAA 
ACGTCTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATC 
AGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAC 
CAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACG 


>gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis strain G2 16S ribosomal RNA, partial sequence 
GGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACGATTCAAAAGCTTGCTTTTGGATCG 
TTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACGGGGATAACACCGAGAAATCGGT 
GCTAATACCGGATAATACGGAAGGCCGCATGGTCTTTCGTTGAAAGGCGGCGCAAGCTGTCGCTACAGGA 
TGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGA 
GAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTT 
CCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTG 
TTGTTAGGGAAGAACAAGTACCGCAGTCACTGGCGGTACCTTGACGGTACCTAACGAGGAAGCCACGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCCGTGGAGGGTCATTGGAAACTGGG 
GGACTTGAGTGCAGAAAAAGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCCTTAAAGATGTGGAGGAA 
CACCAGTGGCGAAGGCGGCTTTTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTATCCACCCTTTAGT 
GCTGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGA 
CATCCCCTGACAACCCGAGAGATCGGGCGTTCCCCCCTTCGGGGGGACAGGGTGACAGGTGGTGCATGGT 
TGACGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGACCTTAGTTGCC 
AGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGCTAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTCGCGAACCCGCGAG 
GGGGAGCCAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTG 


>gi|219846076|ref|NR_025666.1| Paenibacillus ehimensis strain KCTC 3748 16S ribosomal RNA, partial 
sequence 
TGGCGGCGTGCCTAATACATGCAAGTCGAGCGCTTGGGGAGTTCCTTCGGGAATCCCCGGGGAGCGGCGG 
ACGGGTGAGTAACACGTAGGCAACCTGCCTGTAAGACCGGGATAACTACCGGAAACGGTAGCTAAGACCG 
GATAAGTGGTCTTCTCGCATGAGAGGATCAAGAAACACGGGGCAACCTGTGGCTTACAGATGGGCCTGCG 
GCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGA 
CGCAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGA 
AGAACGTCGCGGAGAGTAACTGCTCTGCGAATGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGG 
CCGCTTAAGTCTGGTGTTTAAGCCCGGGGCTCAACCCCGGTTCGCACTGGAAACTGGGCGGCTTGAGTGC 
AGGAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAA 
GGCGGCTTTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTAAACAC 
AATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAA 
GCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGAATA 
TCCTAGAGATAGGGTAGGCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGAACTTAGTTGCCAGCATTCAGTTGGGCACTC 
TAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCT 
GGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGTCGCGAGATGGAGCCAATCCTAAGAA 
AGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGAT 
CAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACA 
CCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGA 


>gi|219846075|ref|NR_025665.1| Arthrobacter koreensis strain CA15-8 16S ribosomal RNA, partial sequence 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACTTCTGTGCTTGCACAGAATGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTTCGGGATAAGCCTGGGAAACCGGGTCT 
AATACCGGATACGACCTCCTGGCGCATGCCATGGTGGTGGAAAGCTTTAGCGGTTTTGGATGGACTCGCG 
GCCTATCAGCTTGTTGGTTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGAC 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGG 
AAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGA 
AAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAAT 
TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGT 
AACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAAC 
GTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGTAAGACCTGGAAACAGGTCCC 
CCACTTGTGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTCGTTGTATGTTGCCAGCGGGTTATGCCGGGGACTCATAGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGAAGACGTCAAATCATCATGCCCCTTATGTTTTGGGCTTCACGCATGCT 
ACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGG 
ATTGAGGTCTGCAACTCGACCTCATGAAGTTGGAGTCGATAGTAATCGCAGATCAGCAATCGATACGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGC 
CTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGGCCGGCGATTGGGACTAAGTCGTAACAAGGTAGCC 
G 


>gi|219846074|ref|NR_025664.1| Streptomyces olivochromogenes strain DSM 40451 16S ribosomal RNA, partial 
sequence 
CAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCC 


CTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAACACCTGCCCGGGCATCTGGGTGGG 
TTAAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAC 
GGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
AGCTCGTAGGCGGCTTGTCACGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGG 
GCTAGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGA 
ACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGG 
TGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTG 
ACATACACCGGAAAGCATTAGAGATAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATG 
CCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAGCTGCGAAGCCGT 
GAGGCGGAGCGAATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCG 
GAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTG 
GGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219846073|ref|NR_025663.1| Streptomyces aureus strain B7319 16S ribosomal RNA, partial sequence 
CAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCC 
CTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATGACACCCCCTCTCGCATGGGAGGGGG 
TTGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAGAAGCTCACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAC 
GGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
AGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGG 
GCAGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGA 
ACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGG 
TGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTG 
ACATATACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATG 
CCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAGCTGCGATGCCGC 
GAGGCGGAGCGAATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCG 
GAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAANGTG 
GGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 


>gi|219846072|ref|NR_025662.1| Streptomyces koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 
AGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCC 
TTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCC 
TGGAAACGGGGTCTAATACCGGATATGACTGTCCACCGCATGGTGGATGGTGTAAAGCTCCGGCGGTGCA 
GGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCA 
CGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGG 
GGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCGATAC TGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAA 
GTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTG 
GAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACT 
CACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCT 
TGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAG 
TCGTAACAAGGTAGCCGT 


>gi|219846071|ref|NR_025661.1| Thioalkalivibrio nitratireducens strain ALEN 2 16S ribosomal RNA, partial 
sequence 

CCTAACACATGCAAGTCGAACGGCAGCGCGGGAGCTTGCTCCTGGCGGCGAGTGGCGGACGGGTGAGTAA 
CGCGCAGGAATCTGCCTGGTAGCGGGGGATAACTCGGGGAAACTCGAGCTAATACCGCATACGCCCTACG 
GGGGAAAGCGGGGGACCTTCGGGCCTCGCACTATCAGATGAGCCTGCGTCCGATTAGCTTGTTGGTGAGG 


TAATGGCTCACCAAGGCTACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
AGCCTAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGC 
CGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAAAGCCGTNGGTTAATACC 
CGGCAGTCTTGACATTACCCANAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTGCGTAAGTTGGATGTGAAAG 
CCCTGGGCTTAACCTGGGAATTGCATCTAATACTGCGTGGCTAGAGTTTGATAGAGGAGAGCGGAATTCC 
CGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGATCAAAAC 
TGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT 
GAGAACTAGCTGTTGGGTGGATTTTGCCGATCAGTGACGCAGCTAACGCATTAAGTTCTCCGCCTGGGGA 
GTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAACTTGTCAGAGATGACTTGGTGCCT 
TCGGGAACCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGCATCTAGTTGCCAGCGGTTAGGCCGGGAACTCTAGATGGACTACCGGTGACA 
AACCGTAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAA 
TGGTCGGTACAGAGGGTCGCCAACCCGCGACTGGGAGCCAATCTCACAAAGCCGATCGTAGTCCAGATTG 
GAGTCTGCAACTCGACTCCATGAAGCCGGAATCGCTAGTAATCGCAGATCAGCACTGCTGCTGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGACTGCACCAGAAGTAGATAGTCTAAC 
CTTCGGGAGGACGTTTACCA 


>gi|219846070|ref|NR_025660.1| Carboxydocella thermautotrophica strain 41 16S ribosomal RNA, partial 
sequence 
TGGCGGCGTGCCTAACACATGCAAGTCGAGCGGANCGTGAGGGAGCTTGCTCCTAACGGCTTAGCGGCGG 
ACGGGTGAGTAACGCGTGGACAGCCTGCCCTTCAGACAGGGATAACACCGCGAAAGTGGTGCTAATACCT 
GGTACACTCTTTGCATCGCATGAAGCAGGGAGGAAAGGTGGCCTCTGGAACAAGCTACCGCTGAAGGATG 
GGCTCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGGGTAGCCGGCCTGAGA 
GGGTGACCGGCCACACTGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCG 
CAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGGGTGAAGAAGGCTTCGGGTTGTAAAGCCCTGTCTT 
CAGGGACGAAGTCNCACCTGTGAAGAATGGGTGAAGGTGACGGTACCTGAGGAGGAAGCCCCGGCTAACT 
ACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGCGCGTGN 
AGGCGGGCTGTTAAGTCGGGTGTGAAAATCCGGGGCTCAACTTCNNACATGNAGCCGATACTGACAGTCT 
TGAGGGCAGGAGAGGGAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAG 
TGGCGAAGGCGGCTTTCTGGACTGTACCTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTTGGAGGTATCGAACCCTTCAGTGCCGTAG 
TAAACACAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGCTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCNACACGAAGAACCTTACCAGGGCTTGACATATGGA 
TGACAGCTGCAGAGATGTAGCGTTCTTGGCTTCGGTCAAGACATCCATACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGCTTAGTTGCCATCACG 
GACAGGTGGCCACTCTAGGCANACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGCCGTGAGGCGC 
GAGCAAATCCCAAAAAGCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCG 
CTAGTAATCGCAGGTCAGCAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
CGAAAGTCTGCAACACCCGAAGCCGGTGGGC TAAGCCGCANGGAGGCCAGCCGTC 


>gi|219846069|ref|NR_025659.1| Lentibacillus salicampi strain SF-20 16S ribosomal RNA, partial sequence 
GACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAGACAAACGCCCTTCGGGGCG 
TGCGCCTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTGTNAGACTGGGATAACT 
CGTGGAAACGCGAGCTAATACCGGATAACACTTCTGGCTGCATGGCCGGGAGTTGAAAGGCGGCATAAGC 
TGCGCACTCACAGATGGGCCCGCGGCGCATTAGTTAGTTGGTGAGGTAAGAGCTCACCAAGGCCACGATG 
CGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTAGGGAATCATCCGCAATGGACGAAAGTCTGACGGTGCAACGCCGCGTGAGTGATGAAGATTTTCGG 
ATCGTAAAACTCTGTTGTCAGGGAAGAACACGTGCTGTTCGAATAGGACAGTACCTTGACGGTACCTGAC 
CAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGCGCGCGCAGGCGGTCTTTTAAGTCTGATGTGAAATCCCGCGGCTCAACCGCGGGTGGT 
CATTGGAAACTGGAGGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAG 
AGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTG 
GGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTT 
CCACCCCTTTGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGATTACGGCCGCAAGGCTGAAACTC 
AAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCAGGTCTTGACATCCTCTGATGGCGGTAGAAATACCGTGTTCCCTTCGGGGACAGAGTGACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTAATCTT 
AGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACG 
TCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGCAGCGAAG 
CCGCAAGGTGCAGCAAATCCCATAAAACCATTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAA 
GCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTATGGAGCCAGCCGCCGAAGGTG 
GGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846068|ref|NR_025658.1| Saccharothrix algeriensis strain SA 233 16S ribosomal RNA, partial 
sequence 

GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAAC 
GGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCCGGGATAAGCCTGGGAAACTAGGTCTAATACCGGA 
TACGACCCTCCATCGCATGGTGGGGGGTGGAAAGTTCCGGCGGTATGGGATGGACCCGCGGCCTATCAGC 
TTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTG 


GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTG 
ATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTGA 
GTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCCGTGAAAACTTCACGC 
TTAACGTGGAGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTGCTA 
GGTGTGGGGGGCTTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGC 
AACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGAAACCCACAGAGATGTGGGCCTCTTCGGACTGG 
TGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGTTCCATGTTGCCAGCAAGTAAAGTTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTAC 
AGAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCACAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAA 
CTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCCCAACCCGGAAGGGG 
GGGAGCGGTCGAAGGTGGGACTGGCGATT 


>gi|219846067|ref|NR_025657.1| Geobacillus lituanicus strain N-3 16S ribosomal RNA, complete sequence 
GAGAGTTTGATCCTGGCTCACGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCAAAT 
CGGAGCTTGCTCTGGTTTGGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGCAAGACCGG 
GATAACTCCGGGAAACCGGAGCTAATACCGGATAACACCGAAGACCGCATGGTCTTTGGTTGAAAGGCGG 
CCTTTGGCTGTCACTTGCGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGC 
GACGATGCGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGG 
CCTTCGGGTCGTAAAGCTCTGTTGTGAGGGACGAAGGGGCGCCGTTCGAAGAGGGCGGCGCGGTGACGGT 
ACCTCACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCC 
GGAATTATTGGGCGTAAAGCGCGCGCAGGCAGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGT 
GGAGGGTCATTGGAGACTGGGGGACTTGAGTGCAGGAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAA 
TGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGCAACTGACGCTGAGGCGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGACGAGTGCTAAGTGTTAG 
AGGGGTCACACCCTTTAGTGCTGCAGCTAACGCGATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGTCTTGACACCCCCTGACAACCCAAGAGATTGGGCGTTCCCCCTTCGGGGGGACAGGG 
TGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGCCTCTAGTTGCCAGCACGAAGGTGGGCACTCTAGAGGGACTGCCGGCGACAAGTCGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAA 
GGGCTGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTC 
GCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCACGAGAGCTTGCAACACCCGAAGTCGGTGAGGCAACCCGCAAGGGAGCCA 
GCCGCCGAAGGTGGGGCAAGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTA 


>gi|219846065|ref|NR_025655.1| Pseudoalteromonas translucida strain KMM 520 16S ribosomal RNA, partial 
sequence 
TCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTTT 
GCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAAC 
GACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGT 
GGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAG 
GAAAGGTTGGCGGTTAATACCCGTCATGTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGT 
TTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGT 
GATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAA 
GGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCG 
GTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGTTCTGTTTTTCAAAGCTAACGCAT 
TAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTAC 
CAGAGATGGTTTGGTGCCTTCGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCT 
AAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAG 
GGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACCTGCGAAGGTAAGCGAATCACTTAAAG 
TGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCA 
GAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCC 
AGAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCCTAGGGGAACCTGCGGCTGG 


>gi|219846064|ref|NR_025654.1| Pseudoalteromonas paragorgicola strain KMM 3548 16S ribosomal RNA, partial 
sequence 

TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGGGTAGCTTGCTA 
CTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGG 
AAACGACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCC 
AAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATG 


ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCA 
GGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGG 
CGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGA 
GTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGG 
CGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGATAC 
CCCGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGTTCTGTTTTTCAAAGCTAAC 
GCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAAC 
TTACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTT 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGA 
ACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACG 
TGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCACT 
TAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCG 
TATCAGAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GCTCCAGAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGT 
CGTAACAAGGTAGCCCTAGGGGAACCTGCGGCTGGA 


>gi|219846063|ref|NR_025653.1| Nocardiopsis umidischolae strain 66/93 16S ribosomal RNA, partial sequence 
GGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAA 
CACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATACGACACAC 
GGCCTCATGGCGGTGTGTGGAAAGTTTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG 
GTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACG 
CCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCCCAGTTCTCTGG 
GGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCACGTCTGCTGTGAAAGACCGG 
GGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACG 
CTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCG 
CTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGTTTGACATCGCCCGTGGACCTGTAGAGATACAGGGTCATTTAGTT 
GGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCCTATTCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCC 
GGTACAATGGGCGTGCGAGACCGCAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGCCTAACCCTT 
CGGGGAGGGAATGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAA 


>gi|219846062|ref|NR_025652.1| Actinomadura nitritigenes strain L 46 16S ribosomal RNA, partial sequence 
TTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGT 
GAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCACGGGTCG 
CATGGCCTTGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGA 
TGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGC 
GTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCA 
GAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCCACGGCTTAACTGTGGGTCTG 
CGGTGGATACGGGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAG 
ATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTTCTTC 
CACGGATTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTC 
AAAGGAATTGACGGGGGCCCCGACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTT 
ACCAAGGCTTGACATCGCCGGAAAACTCGCAGAGATGCGGGGTCCTTTTTGGGCCGGTGACAGGTGGTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATG 
TTGCCAGCACGTAATGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACG 
TCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATA 
CCGTAAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAA 
GTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCTTGTGGGGGGAGCGGTCGAAGG 
TGGGGCCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCT 


>gi|219846061|ref|NR_025651.1| Clostridium lactatifermentans strain G17 16S ribosomal RNA, partial 
sequence 

GAGTTTGATTATGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAGATNNTTA 
GAATGAGAGCTTCGGCAGGATTTTTATCTATCTTAGTGGCGGACGGGTGAGTAACGTGTGGGCAACCTGC 
CCTGTACTGGGGAATAATCATTGGAAACGATGACTAATACCGCATGTGGTCCTCGGAAGGCATCTTCTGA 
GGAAGAAAGGATTTATTCGGTACAGGATGGGCCCGCATCTGATTAGCTAGTTGGTGAGATAACAGCCCAC 
CAAGGCGACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGA 


TGAAGGGTTTCGGCTCGTAAACTTCTATCAATAGGGAAGAAATAAATGACGGTACCTAAATAAGAAGCCC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAA 
AGGGAGCGTAGGCGGCATGGTAAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAAC 
TATCAAGCTAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAA 
GAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGAGGAATCCTCGGTGC 
CGCAGCTAACGCAATAAGCACTCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACA 
TCCCGATGACCGTCCTAGAGATAGGACTTCTCTTCGGAGCATCGGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTCAGTAGCCATCATTC 
AGTTGGGCACTCTGGAGAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGTCTTGGGCTACACACGTGCTACAATGGCTGGTAACAAAGTGACGCAAAACGGCGACGTTAAG 
CAAATCACAAAAACCCAGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTA 
GTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGAAGCACCCGAAGTCGGTGACCTAACCGTAAGGAAGGAGCCGCCGAAGGTGAAGCCAGTGACTG 
GGGTGAAGTCGTAACAAGGTAACCGTA 


>gi|219846060|ref|NR_025650.1| Bacillus macyae strain JMM-4 16S ribosomal RNA, partial sequence 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATAGTTGAGAGCTTGCTCTCA 
ATTATTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACTGGGATAACCTCGGGAAAC 
CGAAGCTAATACCGGATAATCTTTGGAACTGCATAGTTCTAAAGTAAAAGTTGGGTTTACCTAACACTAC 
AGGATGGGCCCGCGGCGCATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGAC 
CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAA 
TCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGCCTTCGGGTCGTAAAGT 
TCTGTTGTTAGGGAAGAACAAGTACCGTTCAAATAGGGCGGTACCTTGACGGTACCTAACGAGAAAGCCA 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAA 
AGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAAC 
TGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAG 
GAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCTTA 
GTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTT 
GACATCCTTATGACATCCCTAGAGATAGGGCTTTCCCTTCGGGGACATAAGTGACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCA 
GCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCAAAACCGCGAGG 
TTGAGCCAATCCCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAAT 
TGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTAGGAGCCAGCCGCCTAAGGTGGGACAGA 
TGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGT 


>gi|219846056|ref|NR_025646.1| Afipia massiliensis strain 34633 16S ribosomal RNA, partial sequence 
GCAATACGTCAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACTGAGGGA 
AACTTCAGCTAATACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGAT 
TAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAG 
CCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAA 
TGACGGTACCGCAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGC 
GTTGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTCTTTAAGTCAGAGGTGAAATCCTGGAGCT 
CAACTCCAGAACTGCCTTTGATACTGAGGATCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGA 
GGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGA 
GGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAG 
CCGTTGGGGAGTTTACTCTTCAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCA 
AGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAAC 
GCGCAGAACCTTACCAGCCCTTGACATGTCTATGACCGGTACCAGAGATGGAACCTTCCCTTCGGGGCAT 
AGAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCCCGTCCTTAGTTGCTACCATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGA 
CAATGGGACGCTAAGGGGCAACCCTTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAA 
CTCGAGCCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTGAAGGCAGTGCGCTAACCCGCAAGGGAG 
GCAGCTGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACA 


>gi|219846055|ref|NR_025645.1| Salinicoccus hispanicus strain DSM 5352 16S ribosomal RNA, partial 
sequence 

GATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGCGGATCAGGAGCTTGCTCCTGTGACGC 
GAGTGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCATCAGACCGGGATAACCACGGGAAACCGTGA 
CTAATACCGGATAATCCTTTTCCTCACAGGAGGGAAAGTTGAAAGGCGGTCTTTTGGCTGCCACTGATGG 
ATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAAGGGCCCACCAAGGCGACGATGCGTAGCCGACCTG 
AGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 
TCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCT 
GTTGTCAGGGAAGAACGTCCCCGTGAGTAACTGCACGGGGAGTGACGGTACCTGACCAGAAAGCCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCG 


CGCGTAGGCGGTCTGTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGC 
AGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAAC 
ACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGC 
TGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACA 
TCCTCTGACCGCCATGGAGACATGGCTTCCCTTCGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTACTAGTTGCCAGCATTCAG 
TTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGATTTGGGCTACACACGTGCTACAATGGGCAGGTACAAAGGGCAGCGAGACCGCGAGGTGGAGCG 
AATCCCATAAAACTGTTCCCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGT 
AATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGGAA 
GTCGGTAACACCTGAAGCCGGTGGGCCAACCCTTTTGGGAGGCAGCTGTCGAAGGTGGGACCGATGACTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 


>gi|219846051|ref|NR_025641.1| Aequorivita crocea strain Y12-2 16S ribosomal RNA, partial sequence 


GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAGAAAGTGCTTGCACTTTTGAGACCGGCGC 
ACGGGTGCGTAACGCGTATGCAATCTGCCCTCTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCC 
CATAGCATTAAGGAACGGCATTGTTCCTTAATTAAAGATTTATCGGTAGGGGATGAGCATGCGTACCATT 
AGCTAGTTGGTGTGGTAACGGCACACCAAGGCTACGATGGTTAGGGGCCCTGAGAGGGGGATCCCCCACA 
CTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGC 
CTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCCTATGGGTTGTAAACTGCTTTTATACGGGAAGAAAC 
ACCCCCTCGTGAGGGGGCTTGACGGTACCGTACGAATAAAGACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCCTACGCGGGCGTCTAAATCA 
GTGGTGAAATTCTGCAGCTCAACTGTAGAACTGCCATTGATACTGGTCGTCTTGAATCGTTGTGAAGTGG 
CTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATAGAATACCGATTGCGAAGGCAGGTCACT 
AACAACGCATTGACGCTGATGGACGAAAGCGTGGGGAGCCAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGGATACTAGCTGTCCGGCGCACATTGGTGTGCTGGGTGGCCAAACGAAAGTGATAAGTAT 
CCCACCTGGGGAGTACGTTCCCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAT 
CATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAAGATTGGAAA 
CAGTCTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGT 
TAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACT 
GCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACA 
CGTGCTACAATGGCAGGTACAATGGGCAGCCACTGCGCAAGCAGGAGCGAATCCACAAAACCTGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCC 
GGTGAACACGTTCCCGGGCCTTGTACACACCGCCAGTCAAGCCATGGAAGCTGGAAGCACCTGAAGTCAG 
TAACCGCAAGGAGCGACTTAGG 


>gi|219846050|ref|NR_025640.1| Aequorivita lipolytica strain Y10-2 16S 
GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAGAAAGTGCTTGCACTTCTGAGACCGGCGC 
ACGGGTGCGTAACGCGTATGCAATCTGCCCTCTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCC 
CATAGCATTAAGGAACGGCATTGTTCCTTAATTAAAGATTTATCGGTAGGGGATGAGCATGCGTACCATT 
AGCTAGTTGGTGTGGTAACGGCACACCAAGGCTACGATGGTTAGGGGCCCTGAGAGGGGGATCCCCCACA 
CTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGC 
CTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCCTATGGGTTGTAAACTGCTTTTATACGGGAAGAAAC 
ACCCCCTCGTGAGGGGGCTTGACGGTACCGTACGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCGTCTAAGTCA 
GTGGTGAAATTCTGCAGCTCAACTGTAGAACTGCCATTGATACTGGTCGTCTTGAATCGTTGTGAAGTGG 
CTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATAGAATACCGATTGCGAAGGCAGGTCACT 
AACAACGCATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGGATACTAGCTGTCCGGCGCACATTGGTGTGCTGGGTGGCCAAGCGAAAGTGATAAGTAT 
CCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGGATTGGAAA 
CAGTCTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGGCAGCTCGTGCCGTGAGGTGTCACGT 
TAAGTCCTATAACGAGCGCAACCCCTGGTGTTAGTTGCCAGCGAGTCATGTTTGGAACTCTAACAAGACT 
GCCCGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACA 
CGTGCTACAATGGCAGGTACAATGGGCAGCCACTGCGCAAGCAGGAGCGAATCCACAAAACCTGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCC 
GGTGAACACGTTCCCGGGCCTTGTACACACCGCCAGTCAAGCCATGGAAGCTGGAAGCACCTGAAGTCAG 
TAACCGCAAGGAGCGGCCTAGG 


ribosomal RNA, partial sequence 


>gi|219846049|ref|NR_025639.1| Aequorivita antarctica strain SW49 16S ribosomal RNA, partial sequence 


GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAGAGAGTGCTTGCGCTCTTGAGACCGGCGC 
ACGGGTGCGTAACGCGTATGCAATCTGCCCTCTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCC 
CATAGTATTAATGAACGGCATTGTTCTTTAATTAAAGATTTATCGGTAGAGGATGAGCATGCGTACCATT 
AGCTAGTTGGTGTGGTAACGGCACACCAAGGCTACGATGGTTAGGGGCCCTGAGAGGGGGATCCCCCACA 
CTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGC 
CTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCCTATGGGTTGTAAACTGCTTTTTTACGGGAAGAAAC 
ACCTCTACGTGTAGAGGCTTGACGGTACCGTACGAATAAAGACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGATCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGACGTCTAAGTCA 
GTGGTGAAATTCTGCAGCTCAACTGTAGAACTGCCATTGATACTGGTCGTCTTGAATCGTTGTGAAGTGG 
CTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATAGAATACCGATTGCGAAGGCAGGTCACT 
AACAACGCATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGC 


CGTAAACGATGGATACTAGCTGTCCGGCGCACATTGGTGTGCTGGGTGGCCAAACGAAAGTGATAAGTAT 
CCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGGATTGGAAA 
CAGTCTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGT 
TAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACT 
GCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACA 
CGTGCTACAATGGCAGGTACAATGGGCAGCCACTGCGCAAGCAGGAGCGAATCCACAAAACCTGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGAAGCACCTGAAGTCCG 
TCACCGTAAGGAGCGACTTAGG 


>gi|219846048|ref|NR_025638.1| Desulfotomaculum thermobenzoicum subsp. 
ribosomal RNA, partial sequence 
GCTCAGTACGAACGCTGGCGGCGTGCCTAAAACATGCAAGTCGAGCGATTAAGAGGTAAGAGGTGAGAGG 
TTAGAAGTGAGATTAAGAANGCTTTRGCAAAGCCAAAGCCAACAATARATCTCACATCTCTGCTTCTCAC 
ATCTCACCTCTCAATAGCGGCGGACGGGTGAGTAACGCGTGGATAACCTGCCCATTAGACCGGGATAACG 
CCGGGAAACTGGTGCTAATACCGGATACGCTCCACTGGCCGCATGGTCGGGGGAGGAAAGGGGGAACCCG 
CTAATGGATGGGTCCGCGTCCCATTAGCTAGATGGTGGGGTAACGGCCCACCATGGCGACGATGGGTAGC 
CGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCTTCGGGTCGTAA 
AGCTCTGTTGTTGGGGACGAAGCAAGTGACGGTACCCAACGAGGAAGCCCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGCTCAA 
GAAGTCAGGGGTGAAATACCGCAGCTCAACTGCGGGGGTGCCTTTGAAACCATTGGGCTTGAGGGCAGGA 
GAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCG 
GCTCTCTGGCCTGGCCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGGGTGCTAGGTGTTGGGGGATGTAACCCCCTCAGTGCCGTAGCAAACGCAATA 
AGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCCTGACAGCCTGT 
GAAAGCRGGTTTTCTATCTTCGGATAGACAGGGAGACAGGTGGTGCATGGTTGTNGTAAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCACAGCAACGAGCGCAACCCCTACGGTTAGTTGCCAGCGGGTCAAGCCGGGCA 
CTCTAACCGAACTGCNGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGT 
CCTGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGAACCCGCGAGGGGGAGCGAATCCCAA 
AAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAG 
GTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCNGACAA 
CACCCGAAGCCGGTGAGCTAACCGCAAGGAGGCAGCCGTCGAAGGTGGGGTTGGTGATTGGGGTGAAGTT 
GTAACAAGGKA 


thermosyntrophicum strain TPO 16S 


>gi|219846047|ref|NR_025637.1| Leisingera methylohalidivorans strain MB2 16S ribosomal RNA, partial 


sequence 
AGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCTCTCCTTC 
GGGAGGGAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTGCCCTTCTCTAAGGAATAGCCACTGGAAAC 
GGTGAGTAATACCTTATACGCCCTTCGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTAGATTAG 
ATAGTTGGTGGGGTAACGGCCTACCAAGTCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGCAAGCCT 
GATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGAGATGATAATGA 
CAGTATCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTT 
GTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACCAGAAAGTAAGGGGTGAAATCCCAGGGCTCAA 
CCCTGGAACTGCCTCTTAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGT 
GAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAGGGCGGCTCACTGGCTCGATACTGACGCTGAGGT 
GCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCG 
TCGGGTAGCATGCTATTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAACCCTTGACATCCTCGGACCGCCAGAGAGATCTGGTTTTCACTTCGGTACCGAGTGA 
CAGGTGCTGCATGGCTGACGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCC 
ACATCCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTG 
TGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGG 
GTTAATCCCAAAAAACTGTCTCAGTTCGGATTGTCGTCTGCAACTCGGCGGCATGAAGTCGGAATCGCTA 
GTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGGTTTACCCGAAGGCCGTGCGCCAACCACTTCGGTGGGGGCAGCGGACCACGGTGAGCTCAGCG 
ACTGGGGTGAAGTCGTAACAAGGTAACCGTA 


>gi|219846046|ref|NR_025636.1| Mycobacterium shottsii strain M175 16S ribosomal RNA, partial sequence 


GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCCT 
CGGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGCGATCTGCCCTGCACTTCGGGATAAGCCTG 
GGAAACTGGGTCTAATACCGGATAGGACCACGGGATTCATGTCCTGTGGTGGAAAGCTTTTGCGGTGTGG 
GATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCACCATCGACGAAGGTTCGGGTTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAG 
GTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAG 
AGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATA 


CCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGC 
TAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACA 
GGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGG 
GGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTA 
TGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCC 
TTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCG 
CAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCG 
GTAACACCCGAAGCCAGTGGCTTAACCCTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACG 
AAGTCGTAACAAGGTAGCCGT 


>gi|219846045|ref|NR_025635.1| Klebsiella variicola strain F2R9 16S ribosomal RNA, partial sequence 
ACATGCAAGTCGAGCGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGCGGCGGACGGGTGAGTAATGTC 
TGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACC 
AAAGTGGGGGACCTTCGGGCCTCATGCCATCAGATGTGCCCAGATGGGATTAGCTGGTAGGTGGGGTAAC 
GGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCG 
TGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGCGGTGAGGTTAATAACCTCA 
TCGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTG 
CAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCC 
GGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGT 
GTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGAC 
GCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCG 
ATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACG 
GCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACAGAACTTTCCAGAGATGGATTGGTGCCTTCGGG 
AACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTATCCTTTGTTGCCAGCGGTTAGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGCA 
TATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTC 
TGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGG 
GAGGGCGCTTAC 


>gi|219846044|ref|NR_025634.1| Aquiflexum balticum strain BA160 16S ribosomal RNA, partial sequence 
TGATCATGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGTACGGCAAGTTGAGGAGCA 
ATCCGAGACCTAGAGTGGCGCACGGGTGCGTAACGCGTATGCAACCTGCCCCTTACCGGGGGATAGCCCG 
GGAAACCCGGATTAATACCCCATGGCATGATTTCATGGCATCATGAGATTATTAAAGATTTATCGGTAAG 
GGATGGGCATGCGTAGGATTAGTTAGTTGGCGGGGTAACGGCCCACCAAGACGATGATCCTTAGGGGTTC 
TGAGAGGAAGGTCCCCCACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
ATTGGGCAATGGCCGGAAGGCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTATGCGTTGTAAACT 
GCTTTTATACGGGAAGAAAAAGGCCATGCGTGGCAAATTGCCGGTACCGTATGAATAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCG 
TAGGCGGCCCGATAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGGAGTGCCGTTGATACTGTTGGGC 
TTGAGTGCGGTCTGGGTACATGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAGGAACACCG 
ATAGCGTAGGCATTGTACTGGGCCGTAACTGACGCTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAG 
ATACCCTGGTAGTCCATGCCGTAAACGATGATCACTCGCTGTCCTGCCCCTGAGGTGCGGCGGCCAAGCG 
AAAGCGTTAAGTGATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTAGAATGTGAAGG 
AATGATTTAGAGATAGATCAGTCGGCAACGACCTGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCATTAGTTGCCAGCACGTCAAGGTGGG 
GACTCTAATGGGACTGCCTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTAC 
GCCCGGGGCGACACACGTGCTACAATGGCGCATACAGCGGGTAGCTACCCGGCAACGGGATGCCAACCTC 
TAAAAGTGCGTCTCAGTTCGGATCGGGGTCTGCAACCCGACCCCGTGAAGCTGGAATCGCTAGTAATCGC 
GCATCAGCCATGGCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGG 
GTAGACCTGAAGGCGGTAACCGCAAGGAGCCGTTAAGGGTAGAACCGGTAACTGGGGCT 


>gi|219846043|ref|NR_025633.1| Actinomyces dentalis strain R18165 16S ribosomal RNA, complete sequence 
TCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGCCCGCCCCTGTTTTTGGGGGTGG 
GTTGAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTGCCCCCTGCTCCTGGATAACTGCTTGAAAGGG 
CGGCTAATACGGGGTGTGCCGGCTGGTCCGCATGGGCCTGGTCGGGATAGTTTCATCTTCGGGTGTTTCG 
GTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCCACCAAGGCGGTGACGGGTAGC 
CGGCCTGAGAGGGTGGGCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGG 
GGGGTATTGCACAATGGGCGGAAGCCTGATGCAGCGACGTCGCGTGAGGGATGGAGGCCTTCGGGTTGTG 
AACCTCTTTCTCCGGTGGTGAAGGCCCTGTCCGTTGCGGCGGGGTTGACGGTAGCCGGGTATGAAGCGCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTGAA 
GGGCTTGTAGGCGGCCGGTCGCGTCCGCCGTGAAATTCTCCGGCTCAACCGGGGGCTTGCGGTGGGTACG 
GGCCGGCTGGAGTGCGGTAGGGGAGGCTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGG 
AACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGGCCCCGCTCGGCGGGGGT 
CCGCGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAGGGC 


TTGACATGGGGGCGGCGGCGCCGGAGACGGCGCCTCCCTTTTTCGGGCGCCCCCGCAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCGTGTTGCC 
AGCGCGTCGTGGCGGGGACTCTCGGGAGACTGCCGGGGTCAACTCGGAGGAGGGTGGGGACGACGTCAAA 
TCATCATGCCCCTGACGTCCTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATGCCGTG 
AGGCGGGGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTCGG 
AGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTC 
ACGTCATGAAAGTCGGCGACGCCCGAAGCCCGTGGCCCCATGGGGAGCGGTCGAAGGCGGGGCCGGTGAT 
TGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGA 


>gi|219846042|ref|NR_025632.1| Methylobacterium hispanicum strain GP34 16S ribosomal RNA, partial 
sequence 
ATGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCATCCTTCGGGATGAGTGGC 
AGACGGGTGAGTAACACGTGGGAACGTGCCCTCCGGTCTGGGATAACCCTGGGAAACTAGGGCTAATACC 
GGATACGTGCTTTGGCAGAAAGGTTTACTGCCGGAGGATCGGCCCGCGTCTGATTAGCTAGTTGGTGGGG 
TAACGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGC 
CGCGTGAGTGATGACGGCCTTAGGGTTGTAAAGCTCTTTTCTCCGGGACGATAATGACGGTACCGGAGGA 
ATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACT 
GGGCGTAAAGGGCGCGTAGGCGGCGTTTTAAGTCGGGGGTGAAAGCCTGTGGCTCAACCACAGAATGGCC 
TTCGATACTGGGACGCTTGAGTCTGGTAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGAT 
ATTCGCAAGAACACCGGTGGCGAAGGCGGCCAACTGGACCAGTACTGACGCTGAGGCGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGCTGTTGGGGTGCATGC 
ACCGCAGTAGCGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
TCCTTTGACATGGCACGTTACCTGGAGAGATCCAGGGTCCTCTTCGGAGGCGTGCACACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCCTCAGTT 
GCCATCATTCAGTTGGGCACTCTGGGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGTGGATGACGTCA 
AGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGAAGGGG 
TGACCNTGAGCCAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGCG 
GAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTTGGTCTTACCCGACGGCGCTGCGCCAACCGCAAGGAGGCAGGCGACCACGGTAGGGT 
CAGCGACT 


>gi|219846041|ref|NR_025631.1| Methylobacterium aquaticum strain GR16 16S ribosomal RNA, partial sequence 
ATGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGCCCTTCGGGGTCAGCGGC 
AGACGGGTGAGTAACGCGTGGGAACGTGCCCTTCGGTTCGGAATAACTCAGGGAAACTTGAGCTAATACC 
GGATACGCCCTTTTGGGGAAAGGCTTATCTGCCGAAGGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAG 
GTTATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATG 
CCGCGTGAGTGATGACGGCCTTAGGGTTGTAAAGCTCTTTTCTCCGGGACGATAATGACGGTACCGGAGG 
AATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCAC 
TGGGCGTAAAGGGCGCGTAGGCGGCTGATTTAGTCGAGGGTGAAAGCCCGTGGCTCAACCACGGAATGGC 
CTTCGATACTGGTTGGCTTGAGACCGGAAGAGGACAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGA 
TATTCGCAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCCGGTTCTGACGCTGAGGCGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATGCTAGCCGTTGGGGTGCATG 
CACCTCAGTGGCGCCGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACC 
ATCCCTTGACATGGCATGCGAACTCGAGAGATTGAGTGTCCTCTTCGGAGGCGTGCACACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCCCTAGT 
TGCCATCATTAGGTTGGGCACTCTGGGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGTGGATGACGTC 
AAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGGTGACAATGGGCAGCGAAGGG 
GCGACCTGGAGCGAATCCCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGC 
GGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTTGGTCTTACCCGACGGCGCTGCGCCAACCGCAAGGAGGCAGGCGACCACGGTAGGG 
TCAGCG 


>gi|219846040|ref|NR_025630.1| Streptococcus marimammalium strain M54/01/1 16S ribosomal RNA, partial 
sequence 
TGGCGGCGTGCCTAATACATGCAAGTGGAACGCATTTTGATCACCGTAGCTTGCTACACCGATTAAAATG 
AGTCGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTTTTAGCGGGGGACAACTATTGGAAACGATAGC 
TAATACCGCATAAGACATTTTATCGCATGATAGGATGTTAAAAGATACAATTGTATCACTAGAAGATGGA 
CCTGCGTTGTATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCTACGATACATAGCCGACCTGAGAGG 
GTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGC 
AATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGT 
AAGCGAAGAACAGTGATAGGAGTGGAAAATCTATCATATGACGGTAGCTTACCAGAAAGGGACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTCTCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCG 
CAGGCGGTTAGATAAGTCAGAAGTTAAAGGCTGTGGCTCAACCATAGTATGCTTTTGAAACTGTTTAACT 
TGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGG 
TGGCGAAAGCGGCTCTCTGGTCTGTCACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGACCCTTTCCGGGGTTTAGTGCCGTAG 
CTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCT 
TTGACTGGTCTAGAGATAGACTTTCCCTTCGGGGCAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTC 


GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTAAGTTG 
GGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 
ATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATC 
TCTTAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATC 
GCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTT 
GTAACACCCGAAGTCGGTGAGGTAACCTATTAGGAGCCAGCCGCCGAAGGTGGGATAGATGATTGGGGTG 
AAGTCGTAACAAGGTAGCCGTATCGGAAGG 


>gi|219722939|ref|NR_024571.1| Brachybacterium muris strain C3H-21 16S 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACGACAGGGCTTGCCTTGTCTGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCCTCTTCGGGATAACCTCGGGAAATCGGGGCT 
AATACCGGATATGACTTCGCACCGCATGGTGTGTTGTGGAAAGTTTTTCGGTGGGGGATGGACTCGCGGC 
CTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGCGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
AAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAG 
AAGCGAAAGTGACGGTNCCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAANACGTAG 
GGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGCTTGTCGCGTCTGCCGTGAAAA 
CCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAGACTGGAACTCC 
TGGTGTAGCGGTGATATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTAC 
TGACACTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTT 
GGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGGACGACTCCAGAGATGGGGTTTTCT 
TCGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAGACTGCCGGGGTCAA 
CTCGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAATGGGTTGCGAAACTGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
GGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCTATC 
CTCGTGAGG 


ribosomal RNA, partial sequence 


>gi|219722938|ref|NR_024570.1| Escherichia coli strain U 5/41 16S ribosomal RNA, partial sequence 


AGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAG 
CAGCTTGCTGCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGA 
TAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGCACAAAGAGGGGGACCTTAGGGCCTCTT 
GCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAG 
CTGGTCTGAGAGGATGACCAGCAACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCNGCGTGTATGAAGAAGGCCTTCGGGTTGT 
AAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAA 
GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGC 
GTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTG 
ATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCT 
GGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCG 
TGGCTTCCGGANNTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAA 
TTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTC 
TTGACATCCACGGAAGTTTTCAGAGATGAGAATGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCA 
GCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTC 
ATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAG 
AGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAA 
TCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACTTCGGGAGGGCG 


Appendix 3 
Fungal 16S rRNA RefSeq sequences 


>gi|265678352|ref|NR_028654.1| Nocardia arthritidis strain IFM 10035 16S ribosomal RNA, partial sequence 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCC 
CTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCC 
TGGGAAACTGGGTCTAATACCGGATATGACCTGCTGTCGCATGGCGGTGGGTGGAAAGATTTATCGGTGC 
GAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCGACAGGGACGAAGCGTAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTC 
GCGTCGTCTGTGAAAACTCACAGCTCAACTGTGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGC 
AGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGCGTAATGGCGGGGACTCGCAG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC 
TTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCG 
GTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCG 
AAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTG 


>gi|265678351|ref|NR_028653.1| Nocardia pneumoniae strain IFM 0784 16S ribosomal RNA, partial sequence 
CGGTAAGGCCCTTGCGGTGGTACACACAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCGCTCGCA 
CTTCGGGTATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTCCTGGTTGCATGGCTGGGGGTGGA 
AAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGA 
CGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCC 
TTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGTAAGTGACGGTACCTGTAGAAGAAGCACCGGCCA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCT 
TGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCACAGCTCAACTGTGAGCTTGCAGGCGATACGGGCAG 
ACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCC 
GTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACAT 
ACACCAGACAGCCGTAGAGATACGGTTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGGATTAT 
GCCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCC 
CCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCG 
AATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGT 
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAA 
AGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGAT 
TGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACTT 


>gi|265678350|ref|NR_028652.1| Nocardia araoensis strain IFM 0575 16S ribosomal RNA, partial sequence 
ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGGCGGTAAGGCCCTTCGGGGGTACACGAGCGGC 
GAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATAC 
CGGATATGACCTCTTGTCGCATGGCTTGGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTAT 
CAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAG 
CCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGC 
GTAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTG 
CGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCA 
CAGCTCAACTGTGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGT 
GTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGAC 
GCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGC 
GCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGT 
GGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCCTGTGTTGCCAGCGCGTTATGGCGGGGACTCGCAGGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGC 
CGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGT 
CTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCT 
CGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAA 


GGTGCGGCTGGATCACCTTCCTTTGTAAA 


>gi|265678349|ref|NR_028651.1| Nocardia higoensis strain IFM 10084 16S 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGT 
ACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTACCCTGTACTTCGGGATAAGCCTGGGAAACT 
GGGTCTAATACCGGATATGACCTTCCGATGCATGTCGGTGGGTGGAAAGATTTATCGGTACAGGATGGGC 
CCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGG 
CGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGAC 
AGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCC 
GTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGG 
CAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
TGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTA 
GGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCAAGTAAAGTTGGGGACTCGCAGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACAT 
GCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTG 
GCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTACAAGGTAGC 
CGTACCGGAAGGTGCGGCTGGATCACT 


>gi|265678348|ref|NR_028650.1| Nocardia shimofusensis strain YZ-96 16S 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCC 
CTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTACCCTGTACTTCGGGATAAGCC 
TGGGAAACTGGGTCTAATACCGGATATGACCTTCCGATGCATGTCGGTGGGTGGAAAGATTTATCGGTAC 
AGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTC 
GCGTCGTCCGTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGC 
AGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGA 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC 
TTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCG 
GTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCG 
AAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCT 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


>gi|265678342|ref|NR_028644.1| Nocardia asiatica strain IFM 0245 16S ribosomal RNA, partial sequence 


TCAGCGGTAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCAC 
TTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTGCTGTCGCATGGCGGTGGGTGGAAA 
GATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACG 
ACGGGTAGCCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCT 
TCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTT 
GTAGGCGGTTTGTCGCGTCGTCCGTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGA 
CTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACC 
GGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCG 
TAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATA 
CACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGGATTATG 
CCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCC 
CTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGA 
ATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTA 
ATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAA 
GTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATT 
GGG 


>gi|219857197|ref|NR_024825.1| Nocardia sienata strain IFM 10088 16S ribosomal RNA, partial sequence 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCTTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGG 
ATATGACCTTCGGCTTCCTGGTCGATGGTGGAAAGATTTATCGGTGCAAGATGAGCCCGCGGCCTATCAG 
CTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCT 
GATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACTCCGACGAAGCGAA 
AGTGACGGTAGGAGTATAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGA 
GCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGCTTGTCGCGTCGATCGTGAAAACTCGGGG 
CTCAACCCCGAGCTTGCGGTCGATACGGGCAGGCTTGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTA 
GCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCT 
GAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACT 
AGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGAT 
GCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGT 
CGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGG 
TACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTG 
CAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTG 
GAGGGAGCCGTCGAA 


>gi|219857175|ref|NR_024803.1| Nocardia yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
sequence 
TGATCCTGGCTCAGGACGAACGCTAGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGG 
GTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTCTGGGATAAGCCTGGGAAA 
CTGGGTCTAATACCGGATATGAGCATCAGGTGCATGCCTGGTGTTGGAAAGGTTTACTGGTGCGAGATGG 
GCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTG 
ACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGA 
TTGTGAAAACTTGCAGCTCAACTGCAAGCTTGCAGTCGATACGGGCAGACTAGAGTACTGCAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAGCCATAGAGATA 
TGGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACAC 
ATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGTAACTAGGTAG 
CCGTACCGGAAGGTGCGGCTGGATCACCT 
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Archaeal 16S rRNA index file 


265679008 
1 
265678992 
1513 
gi|265678906 
sequence 
i | 265678837 
4542 
265678836 
5993 
265678835 
7439 
gi|265678822 
sequence 
265678819 
11897 
265678817 
11948 
265678781 
13367 
265678754 
14826 
265678750 
17766 
265678749 
17817 
265678748 
19321 
265678650 
20779 
265678632 
22211 
265678616 
23761 
265678611 
25191 
265678572 
26572 
265678557 
27994 
gi|265678552 
sequence 
gi|265678527 
30898 
gi|265678476 
sequence 
265678399 
33808 
265678344 
35282 
265678326 
36706 
265678307 
39727 
254971315 
41196 
254971311 
42718 
254971297 
44237 
254971296 
45756 
254971295 
47276 
254971293 
48799 
254971288 
50320 


gi 


gi 


NR_029316.1 
1463 
NR_029300.1 


2983 


NR_029086.1 
14775 
NR_029059.1 


NR_029055.1 


NR_029054.1 
19270 
NR_029053.1 
20728 
NR_028955.1 
22160 
NR_028937.1 
23710 
NR_028921.1 
25140 
NR_028916.1 
26521 
NR_028877.1 
27943 
NR_028861.1 


30847 


33757 
NR_028701.1 
35231 
NR_028646.1 
36655 
NR_028628.1 
38182 
NR_028609.1 


NR_028233.1 
NR_028229.1 
NR_028215.1 
NR_028214.1 
NR_028213.1 


ref|NR_028211.1 


ref|NR_028206.1 


Sulfophobococcus zilligii strain K1 16S ribosomal RNA, partial sequence 
Metallosphaera prunae strain Ronl12/II 16S ribosomal RNA, partial sequence 
Thermofilum pendens strain Hvv3, DSM 2475 16S ribosomal RNA, partial 
Natronorubrum sulfidifaciens strain AD2 16S ribosomal RNA, partial sequence 
Natronorubrum aibiense strain 7-3 16S ribosomal RNA, partial sequence 
Methanococcus aeolicus strain Nankai-3 16S ribosomal RNA, partial sequence 
Sulfolobus solfataricus strain IFO 15331 16S ribosomal RNA, partial 
Natrialba taiwanensis strain Bl 16S ribosomal RNA, partial sequence 10428 
Methanococcoides alaskense strain AK-5 16S ribosomal RNA, partial sequence 
Methanocorpusculum labreanum strain Z 16S ribosomal RNA, partial sequence 
Palaeococcus helgesonii strain PI1 16S ribosomal RNA, partial sequence 
Thermococcus aegaeus strain P5 16S ribosomal RNA, partial sequence 16314 
Pyrococcus horikoshii strain JA-1 16S ribosomal RNA, partial sequence 
Pyrococcus glycovorans strain AL585 16S ribosomal RNA, partial sequence 
Ignicoccus hospitalis strain Kin4-I 16S ribosomal RNA, partial sequence 
Archaeoglobus profundus strain AV18 16S ribosomal RNA, partial sequence 
Pyrobaculum arsenaticum strain PZ6 16S ribosomal RNA, partial sequence 
Ignicoccus pacificus strain LPC33 16S ribosomal RNA, partial sequence 
Staphylothermus hellenicus strain P8 16S ribosomal RNA, partial sequence 
Methanocaldococcus indicus strain SL43 16S ribosomal RNA, partial sequence 
Methanoculleus submarinus strain Nankai-1 16S ribosomal RNA, partial 
Archaeoglobus veneficus strain SNP 6 16S ribosomal RNA, partial sequence 
Methanobrevibacter acididurans strain ATM 16S ribosomal RNA, partial 
Methanocaldococcus vulcanius strain M7 16S ribosomal RNA, partial sequence 
Methanotorris formicicus strain Mc-S-70 16S ribosomal RNA, partial sequence 


Vulcanisaeta souniana strain IC-059 16S ribosomal RNA, partial sequence 


Sulfolobus tokodaii strain 7 16S ribosomal RNA, partial sequence 38233 
Halomicrobium katesii Al-5 16S ribosomal RNA, partial sequence 39778 
Haloarcula amylolytica BD-3 16S ribosomal RNA, partial sequence 41247 
Haloferax denitrificans S1 16S ribosomal RNA, partial sequence 42769 
Natrialba asiatica 172P1 16S ribosomal RNA, partial sequence 44288 
Haloferax gibbonsii Ma-2.38 16S ribosomal RNA, partial sequence 45807 
Acidianus sulfidivorans JP7 16S ribosomal RNA, partial sequence 47327 
Halorubrum alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 48850 
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254971335 
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254971334 
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254971333 


3629 


254971332 
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254971331 
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254971329 
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254971328 


1106 


254971327 
254971326 


2635 


254971324 


5620 


254971323 


254971322 


7203 


254971321 


0132 


254971320 


1601 


254971319 


3071 


254971318 


3122 


254971317 


4597 


254971316 


7589 


254971314 


9109 


254971313 


9160 


254971312 


2115 


254971310 


2166 


254971309 


5098 


254971308 
254971307 


8104 


254971306 


9622 


254971305 


0113 


254971304 


0265 


254971303 


0416 


254971302 


ref |NR_028202.1 

51786 
ref |NR_028200.1 
ref |NR_028164.1 
NR_028156.1 
56280 
NR_028255.1 
NR_028254.1 
NR_028253.1 
60755 
NR_028252.1 
NR_028251.1 
NR_028250.1 
65111 
NR_028249.1 
66615 
NR_028248.1 
68110 
NR_028247.1 
NR_028246.1 


NR_028245.1 
NR_028244.1 


NR_028242.1 
NR_028241.1 
75671 77152 
NR_028240.1 
78631 
NR_028239.1 
NR_028238.1 
NR_028237.1 
NR_028236.1 
84546 
NR_028235.1 
86067 
NR_028234.1 
NR_028232.1 
NR_028231.1 
NR_028230.1 
NR_028228.1 
NR_028227.1 


NR_028226.1 
NR_028225.1 


NR_028224.1 
NR_028223.1 
NR_028222.1 


NR_028221.1 


ref|NR_028220.1 


105679 


Methanobacterium beijingense 8-2 16S ribosomal RNA, partial sequence 
Halococcus qingdaonensis CM5 16S ribosomal RNA, partial sequence 51837 
Methanocella paludicola SANAE 16S ribosomal RNA, partial sequence 53363 
Methanoculleus thermophilus CR-1 16S ribosomal RNA, partial sequence 
Natronococcus occultus SP4 16S ribosomal RNA, partial sequence 56331 
Methanofollis liminatans GKZPZ 16S ribosomal RNA, partial sequence 57845 
Methanoculleus palmolei DSM 4273 16S ribosomal RNA, partial sequence 
Natronorubrum bangense A33 16S ribosomal RNA, partial sequence 60806 
Thermococcus guaymasensis TYS 16S ribosomal RNA, partial sequence 62331 
Methanothermobacter thermophilus M 16S ribosomal RNA, partial sequence 
Methanothermobacter thermoflexus IDZ 16S ribosomal RNA, partial sequence 
Methanothermobacter defluvii ADZ 16S ribosomal RNA, partial sequence 
Methanobacterium subterraneum A8p 16S ribosomal RNA, partial sequence 
Acidianus brierleyi DSM 1651 16S ribosomal RNA, partial sequence 69647 


Acidianus infernus So4a 16S ribosomal RNA, partial sequence 71157 72584 
Halorubrum lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 


Methanosaeta concilii Opfikon 16S ribosomal RNA, partial sequence 74149 


Methanothermobacter thermautotrophicus Marburg 16S ribosomal RNA, partial 


Methanoplanus petrolearius SEBR 4847 16S ribosomal RNA, partial sequence 


Thermococcus zilligii AN1 16S ribosomal RNA, partial sequence 78682 
Methanolobus taylorii GS-16 16S ribosomal RNA, partial sequence 80183 
Methanolobus oregonensis WAL1 16S ribosomal RNA, partial sequence 81652 


Methanosphaera stadtmanae DSM 3091 16S ribosomal RNA, partial sequence 
Thermoplasma acidophilum 122-1B2 16S ribosomal RNA, partial sequence 
Haloarcula japonica TR-1 16S ribosomal RNA, partial sequence 86118 
Halorubrum tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 
Halorubrum californiense SF3-213 16S ribosomal RNA, partial sequence 
90646 


Halorubrum litoreum Fa-1 16S ribosomal RNA, partial sequence 


Methanobacterium alcaliphilum WeN4 16S ribosomal RNA, partial sequence 


Halorubrum lipolyticum 9-3 16S ribosomal RNA, partial sequence 93629 
Halorubrum arcis AJ201 16S ribosomal RNA, partial sequence 95149 96618 
Methanogenium marinum AK-1 16S ribosomal RNA, partial sequence 96669 


Halorubrum vacuolatum JCM 9060 16S ribosomal RNA, partial sequence 98155 
Natronobacterium gregoryi SP2 16S ribosomal RNA, partial sequence 99673 
Metallosphaera hakonensis H01-1 16S ribosomal RNA, partial sequence 101190 
Acidianus ambivalens LEI 10 16S ribosomal RNA, partial sequence 102701 


Halorubrum distributum JCM 9100 16S ribosomal RNA, partial sequence 104213 
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254971301 
107198 
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114804 
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254971279 
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131321 
254971277 
132813 
254971276|ref 
134310 
254971275|ref 


254971274|ref 
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138786 
254971272 
140257 
254971271 
141711 
254971270 
143179 
254971269 
144663 
254971268 
146185 
254971267 
147646 
254971266|ref 


254971265|ref 
150652 
254971264 
152151 
254971263 
153673 
254971262 
155197 
254971261|ref 


254971260|ref 
158206 
254971259 |ref 
159727 
254971258 |ref 
254971257 |ref 
162727 


108766 110239 


111838 113309 


116378 117849 


134361 135805 


147697 149149 


155248 156699 


NR_028219.1 
NR_028218.1 
NR_028217.1 
NR_028216.1 


NR_028212.1 


NR_028210.1 
NR_028209.1 
NR_028208.1 
NR_028207.1 
NR_028205.1 
NR_028204.1 


NR_028203.1 
NR_028201.1 


NR_028199.1 
NR_028198.1 


NR_028197.1 
NR_028196.1 
NR_028195.1 
NR_028194.1 
NR_028193.1 
NR_028192.1 
NR_028191.1 
NR_028190.1 
NR_028189.1 
NR_028188.1 
NR_028187.1 
NR_028186.1 
NR_028185.1 
NR_028184.1 
NR_028183.1 
NR_028182.1 
NR_028181.1 
NR_028180.1 
NR_028179.1 
NR_028178.1 
NR_028177.1 


NR_028176.1 
NR_028175.1 


Halomicrobium mukohataei arg-2 16S ribosomal RNA, partial sequence 105730 


Haloarcula argentinensis arg-1 16S ribosomal RNA, partial sequence 107249 


Natronococcus amylolyticus Ah-36 16S ribosomal RNA, partial sequence 


Thermococcus kodakarensis KOD1 16S ribosomal RNA, partial sequence 110290 


Haloferax mediterranei ATCC 33500 16S ribosomal RNA, partial sequence 


Ferroplasma cupricumulans BH2 16S ribosomal RNA, partial sequence 


Haloferax larsenii ZJ206 16S ribosomal RNA, partial sequence 


Haloterrigena saccharevitans AB14 16S ribosomal RNA, partial sequence 


Haloquadratum walsbyi C23 16S ribosomal RNA, partial sequence 


Halorubrum xinjiangense BD-1 16S ribosomal RNA, partial sequence 


Haloferax sulfurifontis M6 16S ribosomal RNA, partial sequence 


Haloferax volcanii DS 2 16S ribosomal RNA, partial sequence 122368 
Halobiforma lacisalsi AJ5 16S ribosomal RNA, partial sequence 


Natrinema altunense AJ2 16S ribosomal RNA, partial sequence 125343 
Halorubrum tibetense 8W8 16S ribosomal RNA, partial sequence 


Thermococcus waiotapuensis WT1 16S ribosomal RNA, partial sequence 


Thermococcus 


Thermococcus 


Thermococcus 


Thermococcus 


Thermococcus 


Thermococcus 


stetteri K-3 16S ribosomal RNA, partial sequence 
siculi RG-20 16S ribosomal RNA, partial sequence 


profundus DT5432 16S ribosomal RNA, partial sequence 


113360 


114855 


117900 


119389 


120909 


123771 
123822 


126816 
126867 


128387 


129880 


131372 


132864 


peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 


pacificus P-4 16S ribosomal RNA, partial sequence 


gorgonarius W-12 16S ribosomal RNA, partial sequence 


Haloterrigena salina XH-65 16S ribosomal RNA, partial sequence 


Halorubrum ejinorense EJ-32 16S ribosomal RNA, partial sequence 


Natrinema ejinorense EJ-57 16S ribosomal RNA, partial sequence 


Halobacterium noricense Al 16S ribosomal RNA, partial sequence 


Halococcus dombrowskii H4 16S ribosomal RNA, partial sequence 


Thermoplasma 


volcanium GSS1 16S ribosomal RNA, partial sequence 


135856 


137342 


138837 


140308 


141762 


143230 


144714 


146236 


Methanimicrococcus blatticola PA 16S ribosomal RNA, partial sequence 


Ferroplasma acidiphilum Y 16S ribosomal RNA, partial sequence 


Methanosarcina semesiae MD1 16S ribosomal RNA, partial sequence 


Natrialba chahannaoensis C112 16S ribosomal RNA, partial sequence 


149200 


150703 


152202 


Halalkalicoccus tibetensis DS12 16S ribosomal RNA, partial sequence 153724 


Thermococcus thioreducens OGL-20P 16S ribosomal RNA, partial sequence 


Halobiforma haloterrestris 135 16S ribosomal RNA, partial sequence 


Natrialba hulunbeirensis X21 16S ribosomal RNA, partial sequence 


Natrialba aegyptia 40 16S ribosomal RNA, partial sequence 


159778 


Methanobacterium congolense C 16S ribosomal RNA, partial sequence 


156750 


158257 


161224 
161275 


gi 


sequence 


gi 


sequence 


254971256|ref 


254971255|ref 
254971254|ref 
167199 
254971253 |ref 
168695 
254971252|ref 


254971251|ref 
171679 
254971250 
173164 
254971249 
254971248 
176081 
254971247 
177566 
254971245 
179049 
254971244|ref 
254971243|ref 
254971242 |ref 
254971241|ref 
185058 
254971240 
186581 
254971239 
188034 
254971237|ref 


254971236|ref 


254971235|ref 


254971234|ref 
254971233|ref 
195439 
254971232 
196927 
254971231 
198386 
254971230 
199866 
254971229 

201390 
219878416|ref 


219878164 |ref 


219857440|ref 
219857242 |ref 
219857171|ref 


219846654 |ref 


219846343 |ref 


219846128 |ref 


162778 164226 


164277 165727 


168746 170196 


179100 180534 


180585 182019 


188085 189476 
189527 190952 
191003 192437 


192488 193917 


201441 202874 
202925 204335 
204386 205761 
205812 207255 
207306 208771 
208822 210291 


210342 211838 


NR_028174.1 
NR_028173.1 
NR_028172.1 
NR_028171.1 
NR_028170.1 
NR_028169.1 
NR_028168.1 


NR_028167.1 
NR_028166.1 


NR_028165.1 
NR_028163.1 
NR_028162.1 
NR_028161.1 


NR_028160.1 
NR_028159.1 


NR_028158.1 
NR_028157.1 
NR_028155.1 
NR_028154.1 
NR_028153.1 
NR_028152.1 
NR_028151.1 
NR_028150.1 


NR_028149.1 


NR_028148.1 
NR_028147.1 
NR_025555.1 
NR_025303.1 
NR_025028.1 
NR_024870.1 
NR_024799.1 
NR_026246.1 


NR_025933.1 


NR_025718.1 


211889 213145 


Methanomethylovorans hollandica DMS1 16S ribosomal RNA, partial sequence 
Haloterrigena thermotolerans PR5 16S ribosomal RNA, partial sequence 

Halorhabdus utahensis AX-2 16S ribosomal RNA, partial sequence 165778 
Methanobacterium oryzae FPi 16S ribosomal RNA, partial sequence 167250 


Halogeometricum borinquense DSM 11551 16S ribosomal RNA, partial sequence 


Halostagnicola larsenii XH-48 16S ribosomal RNA, partial sequence 170247 
Halococcus hamelinensis 100A6 16S ribosomal RNA, partial sequence 171730 
Natrinema gari HIS40-3 16S ribosomal RNA, partial sequence 173215 174619 
Archaeoglobus infectus Arc5l1 16S ribosomal RNA, partial sequence 174670 
Haloferax prahovense TL6 16S ribosomal RNA, partial sequence 176132 
Methanolinea tarda NOBI-1 16S ribosomal RNA, partial sequence 177617 


Natronolimnobius innermongolicus N-1311 16S ribosomal RNA, partial sequence 
Natronolimnobius baerhuensis IHC-005 16S ribosomal RNA, partial sequence 


Halorubrum terrestre 4P 16S ribosomal RNA, partial sequence 182070 183536 


Haloarcula hispanica Y-27 16S ribosomal RNA, partial sequence 183587 
Haloferax lucentense Aa 2.2 16S ribosomal RNA, partial sequence 185109 
Methanosaeta thermophila PT 16S ribosomal RNA, partial sequence 186632 


Methanothermococcus okinawensis IH1 16S ribosomal RNA, partial sequence 
Thermococcus acidaminovorans AEDII10 16S ribosomal RNA, partial sequence 
Halobiforma nitratireducens C231 16S ribosomal RNA, partial sequence 


Methanoculleus chikugoensis MG62 16S ribosomal RNA, partial sequence 


Haloferax alexandrinus TM 16S ribosomal RNA, partial sequence 193968 
Natrinema versiforme XF10 16S ribosomal RNA, partial sequence 195490 
Palaeococcus ferrophilus DMJ 16S ribosomal RNA, partial sequence 196978 
Methanocalculus strain MHT-1 16S ribosomal RNA, partial sequence 198437 
Natronorubrum tibetense GA33 16S ribosomal RNA, partial sequence 199917 


Halobacterium salinarum strain 91-R6 16S ribosomal RNA, partial sequence 
Methanosarcina barkeri strain DSM 800 16S ribosomal RNA, partial sequence 
Methanobacterium formicicum strain DSMZ1535 16S ribosomal RNA, partial 
Methanocalculus halotolerans strain SEBR 4845 16S ribosomal RNA, partial 
Caldisphaera lagunensis strain IC-154 16S ribosomal RNA, partial sequence 
Picrophilus oshimae strain KAW2/2 16S ribosomal RNA, complete sequence 
Pyrodictium occultum strain PL-19 16S ribosomal RNA, 


complete sequence 


Methanococcus vannielii strain SB 16S ribosomal RNA, partial sequence 
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265679063 


265679062 
1539 
265679061 
3080 
265679060 
5982 
265679059 
7437 
265679058 
8910 
265679057 
8961 
gi| 265679056 
sequence 
gi| 265679055 
11961 
gi| 265679054 
partial sequence 
gi|265679053|ref 
partial sequence 
gi| 265679052 |ref 
16478 
gi| 265679051 
sequence 
gi|265679050 
sequence 
265679049 
21157 
265679048 
22677 
265679047 
24277 
265679046 
27159 
265679045 
28718 
265679044 
28769 
265679043 
30363 
265679042 
31915 
265679041 
33436 
265679040 
34837 
gi| 265679039 
sequence 
gi| 265679038 
sequence 
gi| 265679037 
39179 
265679036 
40774 
gi| 265679035 
partial sequence 
gi| 265679034 |ref 
43805 
265679033 
45374 
265679032 
46828 
265679031 
48372 
265679030 
49907 


ref 


gi 


1 1489 


3029 


4533 


10291 


10342 


13410 


18031 


18082 


19628 


22626 


24226 


25711 


30312 


31864 


33385 


34786 


36333 


36384 


37787 


40723 


42243 


45323 


46777 


48321 


49856 


NR_029371.1 
NR_029370.1 
NR_029369.1 
NR_029368.1 
NR_029367.1 
NR_029366.1 
NR_029365.1 
NR_029364.1 
11910 
NR_029363.1 
NR_029362.1 

13461 
NR_029361.1 

15032 
NR_029360.1 
NR_029359.1 
19577 
NR_029358.1 
21106 
NR_029357.1 
NR_029356.1 
NR_029355.1 
NR_029354.1 
NR_029353.1 
NR_029352.1 
NR_029351.1 
NR_029350.1 
NR_029349.1 
NR_029348.1 
NR_029347.1 
37736 
NR_029346.1 
39128 
NR_029345.1 
NR_029344.1 
NR_029343.1 

42294 
NR_029342.1 
NR_029341.1 
NR_029340.1 


NR_029339.1 


NR_029338.1 


51436 


Saccharomonospora cyanea strain NA134 16S ribosomal RNA, partial sequence 
Saccharomonospora azurea strain NA128 16S ribosomal RNA, partial sequence 


Legionella erythra strain SE-32A-C8 16S ribosomal RNA, partial sequence 


Bartonella doshiae strain R18 16S ribosomal RNA, partial sequence 4584 
Bartonella taylorii strain M6 16S ribosomal RNA, partial sequence 6033 
Bartonella grahamii strain V2 16S ribosomal RNA, partial sequence 7488 


Pseudoalteromonas tunicata strain D2 16S ribosomal RNA, partial sequence 
Desulfovibrio longreachensis strain 16910a 16S ribosomal RNA, complete 
Brachyspira aalborgi strain 513A 16S ribosomal RNA, partial sequence 
Francisella tularensis subsp. tularensis strain B-38 16S ribosomal RNA, 
14981 

Leptospira interrogans strain icterohaemorrhagiae RGA 16S ribosomal RNA, 
geet opaewiida perolens strain L532 16S ribosomal RNA, partial sequence 
Hymenobacter roseosalivarius strain AA718 16S ribosomal RNA, partial 
Burkholderia multivorans strain Struelens 16S ribosomal RNA, partial 
Propionispira arboris strain 12B4 16S ribosomal RNA, partial sequence 
Clostridium orbiscindens strain 265 16S ribosomal RNA, partial sequence 
Clostridium methylpentosum strain R2 16S ribosomal RNA, partial sequence 
Clostridium roseum strain 653 16S ribosomal RNA, partial sequence 25762 
Coenonia anatina strain 1502-91 16S ribosomal RNA, partial sequence 27210 
Lactobacillus amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 
Facklamia sourekii strain SS 1019 16S ribosomal RNA, partial sequence 
Microbacterium flavescens strain 401 16S ribosomal RNA, partial sequence 
Atopobium vaginae strain 961*00022/98 16S ribosomal RNA, partial sequence 
Treponema brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 
Sulfitobacter guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial 
Sulfitobacter brevis strain Ekho Lake-162 16S ribosomal RNA, partial 
Staphylococcus condimenti strain F-2 16S ribosomal RNA, complete sequence 
Vibrio pectenicida strain Ifremer A365 16S ribosomal RNA, partial sequence 
Nocardiopsis synnemataformans strain IMMIB D-1215 16S ribosomal RNA, 
aces nigrificans strain CTCBS1 16S ribosomal RNA, complete sequence 
Mycobacterium goodii strain M069 16S ribosomal RNA, partial sequence 
Alcanivorax borkumensis strain Sk2 16S ribosomal RNA, partial sequence 
Actinobaculum schaalii strain B 5329 16S ribosomal RNA, partial sequence 


Desulfovibrio alaskensis strain All 16S ribosomal RNA, complete sequence 


gi 


gi 


265679029 
53037 
265679028 


sequence 


gi 


gi 


265679027 
54638 
265679026 


sequence 


gi 


265679025 


sequence 


gi 
gi 


gi 


gi 


gi 


sequence 


gi 


sequence 


gi 
gi 


gi 


sequence 


gi 


gi 


sequence 


gi 


265679024 
60579 
265679023 
62129 
265679022 
63541 
265679021 
63592 
265679020 
65168 
265679019 


265679018 


265679017 
69637 

265679016 
71176 

265679015 


265679014 
74295 
265679013 


265679012 
77090 
265679011 
78587 
265679010 
81448 
265679009 
81499 
265679007 
84529 
265679006 


RNA, partial 


gi 


gi 


265679005 
86091 
265679004 


sequence 


gi 


265679003 


sequence 


gi 


265679002 
90540 
265679001 
92051 
265679000 
93645 
265678999 
95265 
265678998 
96815 
265678997 
98328 
265678996 
99832 
265678995 


sequence 


gi 


265678994 


sequence 


gi 


265678993 


sequence 


ref |NR_029337.1 
NR_029336.1 
53088 54587 
NR_029335.1 
56028 
NR_029334.1 
56079 57529 
NR_029333.1 

57580 59029 
ref |NR_029332.1 


ref|NR_029331.1 


ref |NR_029330.1 
NR_029329.1 
65117 
NR_029328.1 
66643 
NR_029327.1 

66694 68135 
ref |NR_029326.1 

68186 69586 
NR_029325.1 
71125 
NR_029324.1 
72680 
NR_029323.1 

72731 74244 
ref |NR_029322.1 

75601 
NR_029321.1 
75652 77039 
NR_029320.1 


NR_029318.1 


NR_029317.1 


ref |NR_029314.1 
sequence 84580 
ref 


NR_029309.1 
93594 
NR_029308.1 
95214 
NR_029307.1 
96764 
NR_029306.1 
98277 
NR_029305.1 
99781 
NR_029304.1 
101390 
NR_029303.1 
101441 10292 
NR_029302.1 
102976 104435 
NR_029301.1 
104486 105949 


uo 


Enterococcus asini strain AS2 16S ribosomal RNA, partial sequence 51487 
Desulfotomaculum thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial 
Holdemania filiformis strain J1-31B-1 16S ribosomal RNA, partial sequence 
Thiocystis gelatinosa strain N. Pfennig 2611 16S ribosomal RNA, partial 
Thiocystis violacea strain N. Pfennig 2711 16S ribosomal RNA, partial 
Xanthomonas theicola strain TCl 16S ribosomal RNA, partial sequence 59080 
Xanthomonas hyacinthi strain Y6 16S ribosomal RNA, partial sequence 60630 
Rhizobium sullae strain IS 123 16S ribosomal RNA, partial sequence 62180 
Herbaspirillum seropedicae strain Z67 16S ribosomal RNA, complete sequence 
Bogoriella caseolytica strain HKI0088 16S ribosomal RNA, partial sequence 
Sphingomonas asaccharolytica strain Y-345 16S ribosomal RNA, partial 
Corynebacterium camporealensis strain CRS-51 16S ribosomal RNA, partial 
Schwartzia succinivorans strain S1-1 16S ribosomal RNA, partial sequence 
Pseudonocardia sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 
Pseudonocardia asaccharolytica strain 580 16S ribosomal RNA, partial 
Chlorobium phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 
Chlorobaculum thiosulfatiphilum strain 6230 16S ribosomal RNA, partial 
Desulfospira joergensenii strain B331 16S ribosomal RNA, partial sequence 
Pseudomonas anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 
Listeria innocua strain 58/1971 16S ribosomal RNA, partial sequence 80045 
Pseudoalteromonas antarctica strain NF3 16S ribosomal RNA, partial sequence 
Anaerofilum agile strain F 16S ribosomal RNA, partial sequence 83062 
Nocardiopsis dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal 
teacee eras pentosovorans strain Fae 16S ribosomal RNA, partial sequence 
Capnocytophaga haemolytica strain A 0404 16S ribosomal RNA, partial 
Thermodesulfobacterium hveragerdense strain JSP 16S ribosomal RNA, partial 
Natroniella acetigena strain Z-7937 16S ribosomal RNA, partial sequence 
Geovibrio ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 
Lactobacillus lindneri strain KPA 16S ribosomal RNA, complete sequence 
Desulfovibrio aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 
Desulfocapsa thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
Desulfobulbus elongatus strain FP 16S ribosomal RNA, partial sequence 
Halobacillus litoralis strain SL-4 16S ribosomal RNA, complete sequence 
Aneurinibacillus thermoaerophilus strain L420-91 16S ribosomal RNA, partial 


Tsukamurella pulmonis strain IMMIB D-1321 16S ribosomal RNA, partial 


Thermoanaerobacter wiegelii strain Rt8.Bl 16S ribosomal RNA, partial 


gi 


265678991 
10600 
265678990 
10752 
265678989 
11044 
265678988 
11199 
265678987 
11204 
265678986 
11364 
265678985 
11524 
265678984 


sequence 


gi 


265678983 


sequence 


gi 


265678982 
12132 
265678981 
12137 
265678980 
12290 
265678979 
12434 
265678978 
12591 
265678977 
12740 
265678976 
12887 
265678975 
13039 
265678974 
13195 
265678973 
13354 
265678972 


sequence 


gi 


265678971 
13800 
265678970 
13805 
265678969 
13958 
265678968 


sequence 


gi 


265678967 
14259 
265678966 
14408 
265678965 
14699 
265678964 
14704 
265678963 
15001 
265678962 
15156 
265678961 
15161 
265678960 
15318 
265678959 
15472 
265678958 
15781 
265678957 


sequence 


gi 


265678956 


sequence 


ref |NR_029299.1 
0 107471 
ref|NR_029298.1 
2 108917 
ref |NR_029297.1 
8 
ref 
2 
ref |NR_029295.1 
3 113590 
ref |NR_029294.1 
1 115189 
ref |NR_029293.1 
0 116730 
ref |NR_029292.1 
16781 11827 
NR_029291.1 
18321 119772 
NR_029290.1 


NR_029296.1 


oO 


ref 


R 


ref 
2 
ref |NR_029289.1 
3. 122854 
ref|NR_029288.1 
5 124298 
ref |NR_029287.1 
9 125867 
ref |NR_029286.1 
8 127358 
ref |NR_029285.1 
9 128819 
ref |NR_029284.1 
0 130341 
ref |NR_029283.1 
2 131902 
ref |NR_029282.1 
3 133495 
ref |NR_029281.1 
6 135015 
ref |NR_029280.1 

135066 136444 
ref |NR_029279.1 
4 
ref |NR_029278.1 
5 139531 
ref |NR_029277.1 
2 141058 
ref |NR_029276.1 

141109 142543 
ref|NR_029275.1 
4 144031 
ref |NR_029274.1 
2 145595 
ref |NR_029273.1 
3 
ref |NR_029272.1 
4 148460 
ref |NR_029271.1 
5 
ref 
6 
ref |NR_029269.1 
7 153137 
ref|NR_029268.1 
8 154677 
ref |NR_029267.1 
8 156242 
ref |NR_029266.1 
8 
ref |NR_029265.1 

157869 15933 


NR_029270.1 


a 


ref |NR_029264.1 
159387 160848 


Acetohalobium arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 
Mycobacterium conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 
Kocuria varians strain G33 16S ribosomal RNA, partial sequence 108968 
Treponema maltophilum strain BR 16S ribosomal RNA, partial sequence 110499 
Syntrophus gentianae strain HQgoel 16S ribosomal RNA, partial sequence 
Syntrophus buswellii strain DM-2 16S ribosomal RNA, partial sequence 
Mycobacterium vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 
Corynebacterium ulcerans strain NCTC 7910 16S ribosomal RNA, partial 
Cellulosimicrobium cellulans strain DSM 43879 16S ribosomal RNA, partial 
Cellulomonas uda strain 136 16S ribosomal RNA, partial sequence 119823 
Desulforhabdus amnigena strain ASRB1 16S ribosomal RNA, partial sequence 
Cellulomonas hominis strain CE40 16S ribosomal RNA, partial sequence 
Nitrospira moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 
Actinomyces meyeri strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Pseudoalteromonas espejiana strain 261 16S ribosomal RNA, partial sequence 
Prevotella dentalis strain ES2772 16S ribosomal RNA, partial sequence 
Chrysiogenes arsenatis strain BAL-1 16S ribosomal RNA, complete sequence 
Rhodothermus marinus strain R-10 16S ribosomal RNA, complete sequence 
Arthrobacter ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Actinomyces gerencseriae strain 2-606-032 16S ribosomal RNA, partial 
Oerskovia turbata strain 27 16S ribosomal RNA, partial sequence 136495 
Sanguibacter suarezii strain ST26 16S ribosomal RNA, partial sequence 
Sanguibacter inulinus strain ST50 16S ribosomal RNA, partial sequence 
Desulfuromusa succinoxidans strain Gylac 16S ribosomal RNA, partial 
Desulfuromusa kysingii strain Kysw2 16S ribosomal RNA, partial sequence 
Jonesia denitrificans strain 55134 16S ribosomal RNA, partial sequence 
Marinovum algicola strain FF3 16S ribosomal RNA, partial sequence 145646 
Kineococcus aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
Clostridium rectum strain PCL 16S ribosomal RNA, partial sequence 148511 
Clostridium litorale strain W6 16S ribosomal RNA, partial sequence 150066 
Clostridium propionicum strain X2 16S ribosomal RNA, partial sequence 
Oxobacter pfennigii strain V 5-2 16S ribosomal RNA, partial sequence 
Clostridium formicaceticum strain Al 16S ribosomal RNA, partial sequence 
Azoarcus evansii strain KB740 16S ribosomal RNA, partial sequence 156293 


Microbacterium arborescens strain DSM 20754 16S ribosomal RNA, partial 


Pseudoclavibacter helvolus strain DSM 20419 16S ribosomal RNA, partial 


gi 
gi 


gi 
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265678954 
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sequence 
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16548 
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16850 
265678950 
16855 
265678949 
17150 
265678948 
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265678947 
17452 
265678946 
17457 
265678945 
17604 
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sequence 
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18057 
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18212 
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18517 
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18679 
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sequence 
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partial sequence 
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gi 
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18985 
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19135 
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265678933 
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265678932 
19589 
265678931 
19740 
265678930 
19898 
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20203 
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sequence 


gi 
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sequence 
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sequence 
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sequence 
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265678922 


sequence 


265678921 
21146 
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21600 


ref |NR_029263.1 
9 162283 
ref|NR_029262.1 
4 163815 
ref|NR_029261.1 
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8 166995 
ref|NR_029259.1 
2 
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ref|NR_029257.1 


NR_029256.1 
NR_029255.1 


ref |NR_029254.1 
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ref |NR_029253.1 
8 177513 
ref |NR_029252.1 
4 179023 
ref |NR_029251.1 

179074 180523 
ref |NR_029250.1 
4 182073 
ref |NR_029249.1 
4 183612 
ref |NR_029248.1 
9 
ref |NR_029247.1 
0 186748 
ref |NR_029246.1 
9 188298 
ref |NR_029245.1 

188349 18980 
ref|NR_029244.1 
3 191306 
ref |NR_029243.1 
7 192822 
ref |NR_029242.1 
192873 
ref |NR_029241.1 
5 195842 
ref |NR_029240.1 
3 197354 
ref |NR_029239.1 
5 198934 
ref |NR_029238.1 
5 200521 
ref |NR_029237.1 
6 
ref |NR_029236.1 

202087 203611 
ref |NR_029235.1 
203662 20520 
NR_029234.1 
2 206750 
ref |NR_029232.1 
206801 208304 
ref |NR_029231.1 

208355 20985 
ref |NR_029230.1 
209908 211410 
ref |NR_029229.1 
1 212968 
ref |NR_029228.1 
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ND 


pan 


~ 


ref 
2 


NR_029227.1 


Clostridium intestinale strain Catt39 16S ribosomal RNA, partial sequence 
Brevibacterium epidermidis strain P159 16S ribosomal RNA, partial sequence 
Lactobacillus sanfranciscensis strain L-12 16S ribosomal RNA, partial 
Clostridium tetani strain NCTC 279 16S ribosomal RNA, partial sequence 


Vibrio mimicus strain 1721-77 16S ribosomal RNA, partial sequence 167046 


Vibrio metschnikovii strain Fowl 16S ribosomal RNA, partial sequence 

Vibrio mediterranei strain 50 16S ribosomal RNA, partial sequence 170036 
Vibrio gazogenes strain PB 1 16S ribosomal RNA, partial sequence 171556 
Vibrio fischeri strain 398 16S ribosomal RNA, partial sequence 173054 


Vibrio aestuarianus strain OY 0-002 16S ribosomal RNA, partial sequence 
Photobacterium leiognathi strain Ll 16S ribosomal RNA, partial sequence 
Aeromonas punctata strain ATCC 15468 16S ribosomal RNA, partial sequence 
Methylococcus thermophilus strain IMV-B-3037 16S ribosomal RNA, partial 
Clostridium proteolyticum strain CG 16S ribosomal RNA, partial sequence 
Clostridium 


irregulare strain 6VI 16S ribosomal RNA, partial sequence 


Clostridium nexile DSM 1787 16S ribosomal RNA, partial sequence 183663 


Clostridium ramosum strain 113-1 16S ribosomal RNA, partial sequence 
Clostridium collagenovorans strain SG 16S ribosomal RNA, partial sequence 
Clostridium aminovalericum strain DSM 1283 16S ribosomal RNA, partial 
Methylomicrobium album strain BG8 16S ribosomal RNA, partial sequence 
Methylomonas aurantiaca strain JB103 16S ribosomal RNA, partial sequence 
Methylobacter whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, 


194334 
Methylococcus capsulatus strain Texas 16S ribosomal RNA, partial sequence 


Methylomicrobium agile strain A30 16S ribosomal RNA, partial sequence 
Clostridium chartatabidum strain 163 16S ribosomal RNA, partial sequence 
Pelobacter acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 
Helcococcus kunzii strain 22 16S ribosomal RNA, partial sequence 200572 
Coprothermobacter proteolyticus strain BT 16S ribosomal RNA, partial 
Dictyoglomus thermophilum strain H-6-12 16S ribosomal RNA, complete 
Taylorella equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 
Clostridium argentinense strain ATCC 27322 16S ribosomal RNA, partial 
Clostridium sporogenes strain McClung 2004 16S ribosomal RNA, partial 
Clostridium beijerinckii strain McCoyA 67 16S ribosomal RNA, partial 
Clostridium baratii strain IP 2227 16S ribosomal RNA, partial sequence 
213019 


Marinomonas vaga strain 40 16S ribosomal RNA, partial sequence 


Halomonas elongata strain 1 H 9 16S ribosomal RNA, partial sequence 214535 


gi 


265678918 
21605 
265678917 
21760 
265678916 
21918 
265678915 
22065 
265678914 
22363 
265678913 
22368 
265678912 
22512 
265678911 
22663 
265678910 
22813 
265678909 
23110 
265678908 
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gi 


265678907 
23271 
265678905 
23423 
265678904 
23588 
265678903 
23745 
265678902 
23901 
265678901 
24207 
265678900 
24212 
265678899 
24369 
265678898 
24516 
265678897 
24669 
265678896 
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gi 


265678895 
24981 
265678894 
25130 
265678893 
25277 
265678892 
25565 
265678891 
25570 
265678890 
25721 
265678889 


sequence 


gi 
gi 


gi 


265678887 
26154 

265678885 
26159 

265678884 


sequence 


gi 
gi 


gi 


265678883 
26472 

265678882 
26618 

265678881 
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ref 


ref 


ref 


ref 
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ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


2 
ref 


partial sequence 


gi 


265678880 


ref 


partial sequence 


3. 217555 


6 219133 


4 220608 


9 222097 


2 225074 


5 226581 


2 228087 


8 229595 


231154 232668 


3 243639 


0 245115 


6 246646 


7 248217 


248268 249768 


9 251249 


0 252726 


7 254201 


263191 264674 
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NR_029221.1 
NR_029220.1 
NR_029219.1 
NR_029218.1 
NR_029217.1 


NR_029216.1 


NR_029209.1 
NR_029208.1 
NR_029207.1 
NR_029206.1 
NR_029205.1 
NR_029204.1 
NR_029203.1 
NR_029202.1 
NR_029201.1 


NR_029200.1 


269183 


Blastopirellula marina strain SH 106 16S ribosomal RNA, partial sequence 
Planctomyces limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 
Geobacillus kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 
Mycobacterium genavense strain 2289 16S ribosomal RNA, partial sequence 
Vibrio campbellii strain 40 16S ribosomal RNA, partial sequence 222148 
Peptococcus niger strain DSM 20475 16S ribosomal RNA, partial sequence 
Mycobacterium chitae strain 2502 16S ribosomal RNA, partial sequence 
Mycobacterium aichiense strain 49005 16S ribosomal RNA, partial sequence 
Mycobacterium obuense strain 47001 16S ribosomal RNA, partial sequence 
Mycobacterium aurum strain 358 16S ribosomal RNA, partial sequence 229646 
Propionigenium modestum strain Gra Succ 2 16S ribosomal RNA, partial 
Rhodobacter sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
Burkholderia graminis strain C4D1M 16S ribosomal RNA, partial sequence 
Burkholderia phenazinium strain A 1 16S ribosomal RNA, partial sequence 
Burkholderia glumae strain P 1-22-1 16S ribosomal RNA, partial sequence 
Burkholderia pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 
Burkholderia cepacia strain 717 16S ribosomal RNA, partial sequence 240595 
Mycobacterium novocastrense strain 73 16S ribosomal RNA, complete sequence 
Megasphaera elsdenii strain LC 1 16S ribosomal RNA, partial sequence 
Rhodococcus coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 
Thermotoga hypogea strain SEBR 7054 16S ribosomal RNA, partial sequence 
Microvirgula aerodenitrificans strain Sgly2 16S ribosomal RNA, partial 
Amaricoccus veronensis strain Benl02 16S ribosomal RNA, partial sequence 
Amaricoccus macauensis strain Benl04 16S ribosomal RNA, partial sequence 
Amaricoccus kaplicensis strain Benl01l 16S ribosomal RNA, partial sequence 
Afipia broomeae strain F186 16S ribosomal RNA, partial sequence 254252 
Burkholderia xenovorans strain LB400 16S ribosomal RNA, partial sequence 
Moorella glycerini strain JW/AS-Y6 16S ribosomal RNA, complete sequence 
Ruegeria lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial 
Rhizobium hainanense strain I66 16S ribosomal RNA, partial sequence 260171 
Rubrobacter radiotolerans strain P 1 16S ribosomal RNA, complete sequence 
Psychroserpens burtonensis strain ACAM 188 16S ribosomal RNA, partial 
Kutzneria viridogrisea strain MCRL 0044 16S ribosomal RNA, partial sequence 
Oxalobacter formigenes strain OXB 16S ribosomal RNA, partial sequence 
Actinomadura cremea subsp. 
269132 


Thermoanaerobacterium polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, 
270620 


rifamycini strain INA 1349 16S ribosomal RNA, 


gi 


265678879 


sequence 


gi 


265678878 
27369 
265678877 
27374 
265678876 
27676 
265678875 
27681 
265678874 
27832 
265678873 
27981 
265678872 
28127 
265678871 
28281 
265678870 
28438 
265678869 
28587 
265678868 
28734 
265678867 
28882 
265678866 
29196 
265678865 


RNA, partial 


gi 


265678864 


sequence 


gi 


265678863 
29505 
265678862 
29658 
265678861 
29800 
265678860 
29949 
265678859 
30245 
265678858 
30397 
265678857 
30402 
265678856 
30564 
265678855 
30718 
265678854 
30877 
265678853 
31168 
265678852 


sequence 


gi 


265678851 


sequence 


gi 
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gi 


265678850 
31481 

265678849 
31628 

265678848 


5 287290 
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1 288773 
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4 290348 
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partial sequence ~ 3 


gi 
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gi 


265678847 
32064 
265678846 
32069 
265678845 
32228 
265678844 


sequence 


ref 
0 
ref 
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NR_029175.1 
NR_029174.1 
NR_029173.1 
NR_029172.1 
NR_029171.1 


NR_029170.1 


NR_029149.1 


92013 


95005 


25347 


Clostridium proteoclasticum strain B316 16S ribosomal RNA, complete 
Rhizobium etli strain CFN 42 16S ribosomal RNA, partial sequence 272240 
Mycoplasma hyosynoviae strain S-16 16S ribosomal RNA, partial sequence 
Helicobacter bilis strain Hbl 16S ribosomal RNA, partial sequence 275297 
Mycoplasma feliminutum strain Ben 16S ribosomal RNA, partial sequence 
Mycoplasma gateae strain ATCC 23392 16S ribosomal RNA, partial sequence 
Geobacter sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 
Eubacterium infirmum strain W 1471 16S ribosomal RNA, partial sequence 
Desulfobacter vibrioformis strain B54 16S ribosomal RNA, complete sequence 


Desulfobulbus rhabdoformis strain M16 16S ribosomal RNA, partial sequence 


Mycoplasma testudinis strain 01008 16S ribosomal RNA, partial sequence 


Mycoplasma felis strain ATCC 23391 16S ribosomal RNA, partial sequence 
Bordetella holmesii strain CDC F5101 16S ribosomal RNA, complete sequence 
Aquifex pyrophilus strain Kol5a 16S ribosomal RNA, partial sequence 290399 


Aggregatibacter actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 


cai een vibrioformis strain 6030 16S ribosomal RNA, partial 
Helicobacter mustelae strain R85-13-6 16S ribosomal RNA, partial sequence 
Mycobacterium terrae strain F 628 16S ribosomal RNA, partial sequence 
Anaeroplasma abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 
Mycoplasma californicum strain ST-6 16S ribosomal RNA, partial sequence 
Mycoplasma pirum strain 70-159 16S ribosomal RNA, partial sequence 300996 
Clostridium innocuum strain B-3 16S ribosomal RNA, partial sequence 302503 
Thermotoga maritima strain MSB-8 16S ribosomal RNA, complete sequence 
Neorickettsia risticii strain Illinois 16S ribosomal RNA, partial sequence 
Comamonas testosteroni strain KS 0043 16S ribosomal RNA, complete sequence 
Ruminococcus callidus strain ATCC 27760 16S ribosomal RNA, partial sequence 
Borrelia japonica strain HO14 16S ribosomal RNA, partial sequence 310195 
Staphylococcus saccharolyticus strain S 1 16S ribosomal RNA, partial 
Clostridium botulinum A strain ELTDK 103 16S ribosomal RNA, partial 
Rickettsia canadensis strain 2678 16S ribosomal RNA, partial sequence 
Rickettsia akari strain MK (Kaplan) 16S ribosomal RNA, partial sequence 
Bartonella vinsonii subsp. berkhoffii strain 93-C01 16S ribosomal RNA, 
319177 

Acholeplasma palmae strain J233 16S ribosomal RNA, partial sequence 319228 
Bacillus thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 
Halothermothrix orenii strain H168 16S ribosomal RNA, 


complete sequence 


Prevotella disiens strain EUH N 1304-72B 16S ribosomal RNA, partial 


gi 
gi 


gi 


265678843 
32539 

265678842 
32692 

265678841 


sequence 
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265678840 
33159 
265678839 


sequence 


gi 


265678838 
33324 
265678834 
33475 
265678833 
33631 
265678832 
33788 
265678831 
33945 
265678830 
34093 
265678829 


sequence 
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265678828 
34390 

265678827 
34547 

265678826 


sequence 
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265678825 
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gi 


sequence 


gi 
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sequence 
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gi 


sequence 
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265678824 
35131 
265678823 
35277 
265678821 
35423 
265678820 
35428 
265678818 
35574 
265678816 


265678815 
35866 
265678814 


265678813 
36171 
265678812 


265678811 
36609 

265678810 
36615 

265678809 


265678808 
36917 
265678807 
37066 
265678806 
37214 
265678805 


sequence 
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265678804 
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gi 
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265678803 
37821 
265678802 


NR_029107.1 


378266 379690 


Prevotella veroralis strain ATCC 33779 16S ribosomal RNA, partial sequence 
Prevotella oulorum strain WPH 179 16S ribosomal RNA, partial sequence 
Sedimentibacter hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial 
Geotoga subterranea strain CC-1 16S ribosomal RNA, partial sequence 329993 
Moorella thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete 
Mycobacterium celatum strain ATCC 51131 16S ribosomal RNA, partial sequence 
Bifidobacterium subtile strain F395 16S ribosomal RNA, partial sequence 
Parascardovia denticolens strain B 3028 16S ribosomal RNA, partial sequence 
Bifidobacterium saeculare strain RA161 16S ribosomal RNA, partial sequence 
Pediococcus parvulus strain S-182 16S ribosomal RNA, partial sequence 
Hydrogenovibrio marinus strain MH-110 16S ribosomal RNA, partial sequence 
Cryptosporangium japonicum strain YU 636-3 16S ribosomal RNA, partial 
Lactobacillus pentosus strain 124-2 16S ribosomal RNA, partial sequence 
Brevibacillus reuszeri strain 39 16S ribosomal RNA, partial sequence 
Brevibacillus borstelensis strain Logan B4029 16S ribosomal RNA, partial 
Agromyces hippuratus strain DSB MGU 15-6 16S ribosomal RNA, partial 
Paracoccus kocurii strain B 16S ribosomal RNA, partial sequence 349928 
Rhodobium orientis strain MB312 16S ribosomal RNA, partial sequence 351363 
Rhodoplanes roseus strain 941 16S ribosomal RNA, partial sequence 352821 
Rhodoplanes elegans strain AS130 16S ribosomal RNA, partial sequence 
Sphingopyxis terrae strain E-1-A 16S ribosomal RNA, partial sequence 
Loktanella hongkongensis strain UST950701-009P 16S ribosomal RNA, partial 
Nesterenkonia lutea strain YIM 70081 16S ribosomal RNA, partial sequence 
Nesterenkonia sandarakina strain YIM 70009 16S ribosomal RNA, partial 
Desulfovibrio putealis strain B7-43 16S ribosomal RNA, partial sequence 
Phenylobacterium lituiforme strain FaiI3 16S ribosomal RNA, partial 
Salipiger mucosus strain A3 16S ribosomal RNA, partial sequence 364736 
Idiomarina fontislapidosi strain F23 16S ribosomal RNA, partial sequence 
Streptomyces castelarensis strain BJ-608 16S ribosomal RNA, partial 
Halomonas anticariensis strain FP35 16S ribosomal RNA, partial sequence 
Pseudovibrio denitrificans strain DN34 16S ribosomal RNA, partial sequence 
Sphingomonas phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 
Kitasatospora nipponensis strain HKI 0315 16S ribosomal RNA, partial 
Paenibacillus xylanilyticus strain XIL14 16S ribosomal RNA, complete 
376697 


Agromyces ulmi strain XILO1 16S ribosomal RNA, complete sequence 


Oceanicola batsensis strain HTCC2597 16S ribosomal RNA, partial sequence 


gi 


partial sequence 379741 
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39362 
265678791 
39505 
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39657 
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partial sequence 
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partial sequence 
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265678786 
40278 
265678785 
40435 
265678784 
40588 
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40744 
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40896 
265678780 
41050 
265678779 
41212 
265678778 
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41685 
265678775 
41828 
265678774 


sequence 
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42132 
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42442 
265678771 
42599 
265678770 
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43219 

265678765 
43379 
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430661 43214 
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uo 


ref |NR_029070.1 
3 435289 


Lactobacillus delbrueckii subsp. 
381255 
Parvibaculum lavamentivorans strain DS-1 16S ribosomal RNA, partial 


indicus strain NCC725 16S ribosomal RNA, 


Bradyrhizobium betae strain PL7HG1 16S ribosomal RNA, partial sequence 
Pseudomonas lutea strain OK2 16S ribosomal RNA, partial sequence 384340 
Hydrocarboniphaga effusa strain AP103 16S ribosomal RNA, partial sequence 
Veillonella ratti strain RV-12x 16S ribosomal RNA, partial sequence 387448 
Myceligenerans xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
Chitinimonas taiwanensis strain cf 16S ribosomal RNA, partial sequence 
Paenibacillus massiliensis strain 2301065 16S ribosomal RNA, partial 
Oribacterium sinus strain AIP 354.02 16S ribosomal RNA, partial sequence 
Tenuibacillus multivorans 


strain 28-1 16S ribosomal RNA, partial sequence 


Cellulomonas xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 


Nocardia neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial 


Photorhabdus asymbiotica subsp. australis strain 9802892 16S ribosomal RNA, 


401215 

Agromyces cerinus subsp. nitratus strain IMET 11532, 16S ribosomal RNA, 
402730 

Streptomyces hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 


Actinomadura meyerae strain A288 16S ribosomal RNA, partial sequence 
Xylanibacterium ulmi strain XILO8 16S ribosomal RNA, complete sequence 
Thermovibrio ammonificans strain HB-1 16S ribosomal RNA, partial sequence 
Streptomyces ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 
Lactobacillus saerimneri strain GDA154 16S ribosomal RNA, partial sequence 
Lactobacillus gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 
Lactobacillus kalixensis strain Kx127A2 16S ribosomal RNA, complete 
Methylobacterium populi BJ001 16S ribosomal RNA, partial sequence 415329 
Tepidibacter formicigenes strain DV1184 16S ribosomal RNA, partial sequence 
Halomonas boliviensis strain LCl 16S ribosomal RNA, partial sequence 
Brevibacterium antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 
Yaniella halotolerans strain YIM 70085 16S ribosomal RNA, partial sequence 
Bacillus algicola strain F12 16S ribosomal RNA, partial sequence 422881 
Formosa algae strain F89 16S ribosomal RNA, partial sequence 424476 
Nesterenkonia xinjiangensis strain YIM70097 16S ribosomal RNA, partial 
Corynebacterium halotolerans strain YIM70093 16S ribosomal RNA, partial 
Nesterenkonia halotolerans strain YIM70084 16S ribosomal RNA, partial 
Roseomonas gilardii subsp. rosea strain MDA5605 16S ribosomal RNA, partial 


Paenibacillus favisporus strain GMP01 16S ribosomal RNA, partial sequence 


Shewanella gaetbuli strain TF-27 16S ribosomal RNA, partial sequence 


gi 


265678764 
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265678762 
43847 
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265678759 
44300 
265678758 
44454 
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44612 
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44913 
265678755 
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45066 
265678752 
45222 
265678751 
45381 
265678747 
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265678746 
45697 
265678745 
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265678744 
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265678743 
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265678742 
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265678741 
46582 
265678740 
46734 
265678739 
46739 
265678738 
47039 
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47204 
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265678733 
47802 
265678732 
47807 
265678731 
47962 
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265678727 
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265678725 
48891 
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Kitasatospora putterlickiae strain F18-98 16S ribosomal RNA, partial 
Amycolatopsis kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial 
Fulvimarina pelagi strain HTCC2506 16S ribosomal RNA, partial sequence 
Mesoplasma photuris strain PUPA-2 16S ribosomal RNA, partial sequence 
Bifidobacterium psychraerophilum strain T16 16S ribosomal RNA, partial 
Croceibacter atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 
Pseudomonas rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 
Roseomonas cervicalis strain E7107 16S ribosomal RNA, partial sequence 
Roseomonas gilardii strain 5424 16S ribosomal RNA, partial sequence 447654 
Saccharothrix xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial 
Petrotoga mexicana strain Met-12 16S ribosomal RNA, partial sequence 
Macrococcus lamae strain R 16089 16S ribosomal RNA, complete sequence 
Macrococcus hajekii strain R 16086 16S ribosomal RNA, complete sequence 
Streptococcus oligofermentans strain 2-4 16S ribosomal RNA, partial 
Pseudomonas salomonii strain CFBP 2022 16S ribosomal RNA, partial sequence 
Pseudomonas palleroniana strain CFBP 4389 16S ribosomal RNA, partial 
Amycolatopsis mediterranei strain NT 19 16S ribosomal RNA, partial sequence 
Kribbella antibiotica strain YIM 31530 16S ribosomal RNA, partial sequence 
Ancylobacter rudongensis strain AS1.1761 16S ribosomal RNA, partial 
Inquilinus limosus strain AU476 16S ribosomal RNA, partial sequence 464412 
Rothia amarae strain J18 16S ribosomal RNA, partial sequence 465880 
Burkholderia terricola strain R 8118 16S ribosomal RNA, partial sequence 
Actinomadura latina strain A100 16S ribosomal RNA, partial sequence 468944 
Pseudomonas lini strain DLE411J 16S ribosomal RNA, partial sequence 470446 
Weissella koreensis strain S-5623 16S ribosomal RNA, partial sequence 
Enterococcus phoeniculicola strain JLB-1 16S ribosomal RNA, partial 
Lactobacillus parakefiri strain GCL 1731 16S ribosomal RNA, partial 
Paracoccus yeei strain G1212 16S ribosomal RNA, partial sequence 476563 
Mycobacterium brisbanense strain W6743 16S ribosomal RNA, partial sequence 
Mycobacterium boenickei strain W5998 16S ribosomal RNA, partial sequence 
Quatrionicoccus australiensis strain Ben 117 16S ribosomal RNA, partial 
Dethiosulfovibrio acidaminovorans strain sr15 16S ribosomal RNA, partial 
Spirochaeta bajacaliforniensis strain BA-2 16S ribosomal RNA, complete 
Vibrio ponticus strain 69 16S ribosomal RNA, partial sequence 485792 


Marinomonas ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 


Jonesia quinghaiensis strain QH3A7 16S ribosomal RNA, complete sequence 
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Halomonas organivorans strain G-16.1 16S ribosomal RNA, partial sequence 
Marinobacter sediminum strain R65 16S ribosomal RNA, partial sequence 
Arthrobacter kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 
Arthrobacter gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 
Streptococcus halichoeri strain M512/02/1 16S ribosomal RNA, partial 


Hydrogenophaga defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 


Hydrogenophaga atypica strain BSB 41.8 16S ribosomal RNA, partial sequence 
Bacillus indicus strain Sd/3 16S ribosomal RNA, partial sequence 501307 
Loktanella vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 
Thermosipho atlanticus strain DV1140 16S ribosomal RNA, partial sequence 
Pseudonocardia antarctica strain DVS 5al 16S ribosomal RNA, partial 
Lactobacillus coryniformis subsp. torquens strain 30 16S ribosomal RNA, 
508930 

Corynebacterium caspium strain M/106/00/5 16S ribosomal RNA, partial 
Geobacillus debilis strain Tf 16S ribosomal RNA, partial sequence 510382 
Streptococcus devriesei strain CCUG 47156 16S ribosomal RNA, partial 
Lactobacillus rossiae strain CS1 16S ribosomal RNA, partial sequence 
Reinekea marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial 
Photorhabdus luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, 
517931 

Photorhabdus luminescens subsp. kayaii strain 1121 16S ribosomal RNA, 
519496 

Flavobacterium micromati strain R-9192 16S ribosomal RNA, partial sequence 
Flavobacterium degerlachei strain R-9106 16S ribosomal RNA, partial 
Pseudonocardia benzenivorans strain B5 16S ribosomal RNA, partial sequence 
Corynebacterium ciconiae strain BS13 16S ribosomal RNA, partial sequence 
Anoxybacillus contaminans strain R-16222 16S ribosomal RNA, partial 
Enhydrobacter aerosaccus strain G 16S ribosomal RNA, partial sequence 
Deinococcus indicus strain Wt/la 16S ribosomal RNA, partial sequence 
Mycobacterium chimaera strain FI-0169 16S ribosomal RNA, partial sequence 
Bacillus drentensis strain IDA1967 16S ribosomal RNA, partial sequence 
Ottowia thiooxydans strain K11 16S ribosomal RNA, partial sequence 533233 
Arcicella aquatica strain NO-502 16S ribosomal RNA, partial sequence 
Caminibacter profundus strain CR 16S ribosomal RNA, partial sequence 
Mycobacterium psychrotolerans strain WA101 16S ribosomal RNA, partial 
Subdoligranulum variabile strain BI 114 16S ribosomal RNA, partial sequence 
Staphylococcus nepalensis strain CWl 16S ribosomal RNA, partial sequence 


Deferribacter abyssi strain JR 16S ribosomal RNA, partial sequence 542382 


Nocardia puris strain IMMIB R-145 16S ribosomal RNA, partial sequence 
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Enterobacter kobei strain CIP 105566 16S ribosomal RNA, partial sequence 
Pseudoalteromonas mariniglutinosa strain KMM 3635 16S ribosomal RNA, 

548458 

Sporomusa aerivorans strain TMAO3 16S ribosomal RNA, partial sequence 
Lactobacillus versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 
Corynebacterium aquilae strain S-613 16S ribosomal RNA, partial sequence 
Streptomyces flavogriseus strain CBS 101.34 16S ribosomal RNA, partial 
Pseudomonas trivialis strain P 513/19 16S ribosomal RNA, partial sequence 
Pseudomonas poae strain P 527/13 16S ribosomal RNA, partial sequence 
Pseudomonas congelans strain P 538/23 16S ribosomal RNA, partial sequence 
Roseomonas rosea strain 173-96 16S ribosomal RNA, partial sequence 559287 
Roseomonas ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 
Acidithiobacillus albertensis strain DSM 14366 16S ribosomal RNA, partial 
Rhodoglobus vestalii strain LV3 16S ribosomal RNA, partial sequence 563902 
Chryseobacterium daecheongense strain CPW406 16S ribosomal RNA, partial 
Conexibacter woesei strain ID131577 16S ribosomal RNA, partial sequence 
Actinobaculum urinale strain R9242 16S ribosomal RNA, partial sequence 
Pedobacter africanus strain K 1/K2 16S ribosomal RNA, partial sequence 
Jannaschia helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 
Corynebacterium tuberculostearicum strain Medalle X 16S ribosomal RNA, 
574399 

Psychrobacter pulmonis strain S-606 16S ribosomal RNA, partial sequence 
Acidovorax valerianellae strain CFBP 4730 16S ribosomal RNA, partial 
Thalassolituus oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 
Corynebacterium glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 
Mycobacterium pyrenivorans strain 17A317A3 16S ribosomal 


RNA, partial 


Caldithrix abyssi strain LF13 16S ribosomal RNA, partial sequence 581868 


Paracoccus seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 
Bacillus barbaricus strain V2-BIII-A2 16S ribosomal RNA, partial sequence 
Psychrobacter faecalis strain Iso-46 16S ribosomal RNA, partial sequence 
Burkholderia tropica strain Ppe8 16S ribosomal RNA, partial sequence 
Clostridium colicanis strain 3WC2 16S ribosomal RNA, partial sequence 
Anaerophaga thermohalophila strain Fru22 16S ribosomal RNA, partial 
Novosphingobium hassiacum strain W-51 16S ribosomal RNA, partial sequence 
Faecalibacterium prausnitzii strain ATCC 27768 16S ribosomal RNA, partial 
Actinomyces funkei strain CCUG 42773 16S ribosomal RNA, partial sequence 
596871 


Thiobaca trueperi strain BCH 16S ribosomal RNA, partial sequence 


Streptomyces javensis strain B22P3 16S ribosomal RNA, partial sequence 
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653163 654605 


Streptomyces cangkringensis strain D13P3 16S ribosomal RNA, partial 
Gelidibacter mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 
Thermovibrio ruber strain ED 11/3LLK 16S ribosomal RNA, partial sequence 
Saccharospirillum impatiens strain EL-105 16S ribosomal RNA, partial 
Oceanobacillus picturae strain R-5321 16S ribosomal RNA, partial sequence 
Corynebacterium appendicis strain IMMIB R-3491 16S ribosomal RNA, partial 
Planomicrobium psychrophilum strain CMS 530r 16S ribosomal RNA, partial 
Lactobacillus mindensis strain TMW 1.80 16S ribosomal RNA, complete 
Psychrobacter nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 
Petrotoga olearia strain SL24 16S ribosomal RNA, partial sequence 613678 
Vibrio agarivorans strain 289 16S ribosomal RNA, complete sequence 615203 
Mycobacterium holsaticum strain 1406 16S ribosomal RNA, partial sequence 
Microbacterium aerolatum strain V-73 16S ribosomal RNA, partial sequence 
Caminibacter hydrogeniphilus strain AM1116 16S ribosomal RNA, partial 
Chryseobacterium defluvii strain B2 16S ribosomal RNA, partial sequence 
Corynebacterium aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial 
Mycobacterium palustre strain E846 16S ribosomal RNA, partial sequence 
Ilyobacter tartaricus strain GraTa 2 16S ribosomal RNA, partial sequence 
Morganella morganii strain M11 16S ribosomal RNA, partial sequence 627341 
Roseospira marina strain CE2105 16S ribosomal RNA, partial sequence 628893 
Kytococcus schroeteri strain Muenster 2000 16S ribosomal RNA, partial 
Acetobacterium tundrae strain Z 4493 16S ribosomal RNA, partial sequence 
Fusobacterium equinum strain VPB 4027 16S ribosomal RNA, partial sequence 
Knoellia subterranea strain HKI 0120 16S ribosomal RNA, partial sequence 
Knoellia sinensis strain HKI 0119 16S ribosomal RNA, partial sequence 
Stenotrophomonas rhizophila strain e-p10 16S ribosomal RNA, partial 
Pseudomonas kilonensis strain 520-20 16S ribosomal RNA, complete sequence 
Nesterenkonia lacusekhoensis strain EL-30 16S ribosomal RNA, partial 
642624 


Sporomusa ovata strain H 1 16S ribosomal RNA, partial sequence 


Vibrio lentus strain 40M4T 16S ribosomal RNA, complete sequence 644174 
Arthrobacter roseus strain CMS90 16S ribosomal RNA, partial sequence 
Kocuria polaris strain CMS 76o0r 16S ribosomal RNA, partial sequence 647310 
Methylocapsa acidiphila strain B2 16S ribosomal RNA, partial sequence 
Aerococcus urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial 


Clostridium uliginosum strain CK55 16S ribosomal RNA, partial sequence 


Caloranaerobacter azorensis strain MV1087 16S ribosomal RNA, partial 
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Psychrobacter proteolyticus strain 116 16S ribosomal RNA, partial sequence 
Streptomyces melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, 
657614 

Anaerostipes caccae strain L1-92 16S ribosomal RNA, partial sequence 
Moraxella canis strain N7 16S ribosomal RNA, partial sequence 659171 
Jeotgalicoccus pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial 
Enterobacter cloacae strain 279-56 16S ribosomal RNA, partial sequence 
Anaerovorax odorimutans strain NorPut 16S ribosomal RNA, partial sequence 
Pelospora glutarica strain WoG13 16S ribosomal RNA, partial sequence 
Gluconacetobacter entanii strain LTH4560 16S ribosomal RNA, partial 
Arcanobacterium pluranimalium strain M430/94/2 16S ribosomal RNA, partial 
Marinitoga camini strain MV1075 16S ribosomal RNA, partial sequence 669757 
Pseudomonas frederiksbergensis strain JAJ28 16S ribosomal RNA, partial 
Actinomyces coleocanis strain M343/98/2 16S ribosomal RNA, partial sequence 
Dermatophilus chelonae strain W16 16S ribosomal RNA, partial sequence 
Anaerobaculum mobile strain NGA 16S ribosomal RNA, partial sequence 675861 
Ochrobactrum tritici strain SCII24 16S ribosomal RNA, partial sequence 
Ochrobactrum grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
Neisseria animalis strain NA 1 16S ribosomal RNA, partial sequence 680477 
Neisseria lactamica strain NCTC 10617 16S ribosomal RNA, partial sequence 
Clostridium acidisoli strain CK74 16S ribosomal RNA, partial sequence 
Desulfobacterium indolicum strain In04 16S ribosomal RNA, partial sequence 
Desulfosarcina cetonica strain 480 16S ribosomal RNA, partial sequence 
Desulfobacterium catecholicum strain NZva20 16S ribosomal RNA, partial 
Citrobacter freundii strain DSM 30039 16S ribosomal RNA, partial sequence 
Buttiauxella warmboldiae strain NSW 326 16S ribosomal RNA, partial 
Isosphaera pallida strain IS1B 16S ribosomal RNA, partial sequence 692571 
Planctomyces brasiliensis strain DSM 5305 16S ribosomal RNA, partial 
Opitutus terrae strain PB90-1 16S ribosomal RNA, partial sequence 695588 
Brevundimonas aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 
Thiocystis violascens strain 6111 16S ribosomal RNA, partial sequence 
Paenibacillus odorifer strain TOD45 16S ribosomal RNA, partial sequence 
Paenibacillus graminis strain RSA19 16S ribosomal RNA, partial sequence 
Lamprocystis purpurea strain ThSch 12 16S ribosomal RNA, partial sequence 
Friedmanniella lacustris strain EL-17a 16S ribosomal RNA, partial sequence 


Dorea longicatena strain 111-35 16S ribosomal RNA, partial sequence 705889 


Luteococcus peritonei strain 216 16S ribosomal RNA, partial sequence 
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Aliivibrio wodanis strain NVI 88/441 16S ribosomal RNA, partial sequence 
Moritella viscosa strain NVI 88/478 16S ribosomal RNA, partial sequence 
Mycobacterium caprae strain gM-1 16S ribosomal RNA, partial sequence 
Mycobacterium botniense strain E347 16S ribosomal RNA, partial sequence 
Aminobacter aganoensis strain TH-3 16S ribosomal RNA, partial sequence 
Enterobacter pyrinus strain B43 16S ribosomal RNA, partial sequence 716437 
Virgibacillus marismortui strain 123 16S ribosomal RNA, complete sequence 
Asticcacaulis biprosthecium strain ACM 2498 16S ribosomal RNA, partial 
Photorhabdus temperata strain XINach 16S ribosomal RNA, partial sequence 
Photorhabdus luminescens subsp. 
724202 

Photorhabdus luminescens subsp. 


725774 
Succinispira mobilis strain 19glyl 16S ribosomal 


laumondii strain TTO1 16S ribosomal RNA, 
akhurstii strain FRGO4 16S ribosomal RNA, 
RNA, partial sequence 

Thiorhodospira sibirica strain Al2 16S ribosomal RNA, partial sequence 


Prevotella bryantii strain B14 16S ribosomal RNA, partial sequence 728785 


Solibacillus silvestris strain HR3-23 16S ribosomal RNA, partial sequence 


Thiocapsa rosea strain 6611 16S ribosomal RNA, partial sequence 731878 
Thiohalocapsa halophila strain 4270 16S ribosomal RNA, partial sequence 
Allisonella histaminiformans strain MR2 16S ribosomal RNA, partial sequence 
Entomoplasma lucivorax strain PIPN-2 16S ribosomal RNA, partial sequence 
Herbaspirillum lusitanum strain P6-12 16S ribosomal RNA, complete sequence 
Saccharomonospora paurometabolica strain YIM 90007 16S ribosomal RNA, 
740995 

Roseomonas mucosa strain MDA5527 16S ribosomal RNA, partial sequence 
Rhodocista pekingensis strain 3-p 16S ribosomal RNA, partial sequence 


Psychroflexus tropicus strain LAl 16S ribosomal RNA, partial sequence 


Acinetobacter tandoii strain 4N13 16S ribosomal RNA, partial sequence 


Acinetobacter gerneri strain 9A01 16S ribosomal RNA, partial sequence 


Acinetobacter bouvetii strain 4B02 16S ribosomal RNA, partial sequence 
Acinetobacter tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 
Acinetobacter towneri strain AB1110 16S ribosomal RNA, partial sequence 
Acinetobacter baylyi strain B2 16S ribosomal RNA, partial sequence 752344 
Cardiobacterium valvarum strain MDA3079 16S ribosomal RNA, partial sequence 
Agromyces albus strain VKM Ac-1800 16S ribosomal RNA, partial sequence 
Cupriavidus respiraculi strain AU3313 16S ribosomal RNA, partial sequence 
Alysiella filiformis strain Al 16S ribosomal RNA, partial sequence 758305 
Neisseria dentiae strain V33 16S ribosomal RNA, partial sequence 759866 


Paenibacillus nematophilus strain NEMla 16S ribosomal RNA, partial sequence 
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81358 782875 
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84432 785869 


05842 807361 


08968 810417 


10468 811984 


13559 815058 


16581 817998 


Marinobacter litoralis strain SW-45 16S ribosomal RNA, partial sequence 
Mitsuokella jalaludinii strain M9 16S ribosomal RNA, complete sequence 
Veillonella montpellierensis strain ADV 281.99 16S ribosomal RNA, partial 
767437 


Devosia neptuniae strain J1 16S ribosomal RNA, partial sequence 


Vibrio ruber strain VR1 16S ribosomal RNA, partial sequence 768965 770424 
Cellvibrio japonicus strain Uedal07 16S ribosomal RNA, partial sequence 


Atopostipes suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 
Prauserella alba strain YIM90005 16S ribosomal RNA, partial sequence 
Streptococcus sinensis strain HKU4 16S ribosomal RNA, partial sequence 
Gordonia paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 
Desulfobacter postgatei strain 2ac9 16S ribosomal RNA, partial sequence 
Acholeplasma axanthum strain S-743 16S ribosomal RNA, partial sequence 
Xylanimonas cellulosilytica strain XILO7 16S ribosomal RNA, partial 
Shuttleworthia satelles strain VPI D143K-13 16S ribosomal RNA, partial 
Pseudomonas mediterranea strain CFBP 5447 16S ribosomal RNA, partial 
Streptomyces beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
Methylophaga alcalica strain M39 16S ribosomal RNA, partial sequence 
Gordonia sinesedis strain J72 16S ribosomal RNA, partial sequence 789013 
Psychromonas arctica strain Pull 5.3 16S ribosomal RNA, complete sequence 
Spirochaeta americana strain ASpGl 16S ribosomal RNA, partial sequence 
Rhizobium loessense strain CCBAU 7190B 16S ribosomal RNA, partial sequence 
Leptospirillum ferriphilum strain P3a 16S ribosomal RNA, partial sequence 
Paenibacillus naphthalenovorans strain PR-N1l 16S ribosomal RNA, partial 
Turicibacter sanguinis strain MOL361 16S ribosomal RNA, partial sequence 
Kaistella koreensis strain Chj707 16S ribosomal RNA, partial sequence 
Thermaerobacter subterraneus strain C21 16S ribosomal RNA, complete 
Mycoplasma canis strain PG14 16S ribosomal RNA, partial sequence 802889 
Anaeroglobus geminatus strain AIP313.00 16S ribosomal RNA, partial sequence 
Thermodesulfobacterium thermophilum strain 7 16S ribosomal RNA, partial 
Lactobacillus ingluviei strain KR3 16S ribosomal RNA, partial sequence 
Pseudoalteromonas phenolica strain O-BC30 16S ribosomal RNA, partial 
Mycobacterium montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial 
Thioalkalivibrio jannaschii strain ALM2 16S ribosomal RNA, partial sequence 
Thioalkalimicrobium cyclicum strain ALM1 16S ribosomal RNA, partial 
Pseudonocardia zijingensis strain 6330 16S ribosomal RNA, partial sequence 


Selenihalanaerobacter shriftii strain DSSE-1 16S ribosomal RNA, partial 


Kluyvera cryocrescens strain 12993 16S ribosomal RNA, partial sequence 
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852834 854357 
854408 855931 
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860647 862130 


863710 865135 
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868327 869787 
869838 871263 


871314 872760 
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833445 
NR_028792.1 

834947 
NR_028791.1 
NR_028790.1 
NR_028789.1 
NR_028788.1 
NR_028787.1 
NR_028786.1 
NR_028785.1 
NR_028784.1 
NR_028783.1 
NR_028782.1 
NR_028781.1 
NR_028780.1 
NR_028778.1 
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NR_028766.1 


Kluyvera intermedia strain 256 16S ribosomal RNA, partial sequence 819558 
Pseudomonas indica strain IMT37 16S ribosomal RNA, partial sequence 821061 
Cupriavidus taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
Bosea vestrisii strain 34635 16S ribosomal RNA, partial sequence 824212 
Bosea eneae strain 34614 16S ribosomal RNA, partial sequence 825713 
Selenomonas infelix strain VPI D 75 B-30 16S ribosomal RNA, partial 
Selenomonas noxia strain ATCC 43541 16S ribosomal RNA, partial sequence 
Enterococcus haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 
Enterococcus moraviensis strain 330 16S ribosomal RNA, partial sequence 
Zymomonas mobilis subsp. pomaceae strain Barker I 16S ribosomal RNA, 
834896 

Zymomonas mobilis subsp. mobilis strain ATCC 10988 16S ribosomal RNA, 


836398 
Nocardia fluminea strain S1 16S ribosomal RNA, partial sequence 


836449 
Nonomuraea rubra strain AC 615 16S ribosomal RNA, partial sequence 837961 
Geobacillus uzenensis strain U 16S ribosomal RNA, partial sequence 839468 
Marinospirillum alkaliphilum strain 24 16S ribosomal RNA, partial sequence 
Bosea minatitlanensis strain AMX51 16S ribosomal RNA, partial sequence 
Samsonia erythrinae strain CFBP 5236 16S ribosomal RNA, partial sequence 
Clostridium scindens strain 19 16S ribosomal RNA, partial sequence 845553 
Paracoccus kondratievae strain GB 16S ribosomal RNA, partial sequence 
Klebsiella singaporensis strain LX3 16S ribosomal RNA, partial sequence 
Heliorestis baculata strain OS H1 16S ribosomal RNA, partial sequence 
Kineococcus radiotolerans strain SRS30216 16S ribosomal RNA, partial 
Desulforegula conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 
Propionibacterium microaerophilum strain M 5 16S ribosomal RNA, partial 
Leuconostoc gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 
Desulfovibrio mexicanus strain Lupl 16S ribosomal RNA, partial sequence 
Geobacter thiogenes strain Kl 16S ribosomal RNA, partial sequence 859076 
Amycolatopsis sacchari strain K24 16S ribosomal RNA, partial sequence 
Bulleidia extructa strain W1219 16S ribosomal RNA, partial sequence 862181 
Muricauda ruestringensis strain Bl 16S ribosomal RNA, partial sequence 
Sulfurospirillum halorespirans strain PCE-M2 16S ribosomal RNA, partial 
Xanthomonas cynarae strain CFBP 4188 16S ribosomal RNA, partial sequence 
Leptotrichia trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial 
Bradyrhizobium yuanmingense strain B071 16S ribosomal RNA, partial sequence 


Gluconacetobacter azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 


Cupriavidus necator strain N-1 16S ribosomal RNA, partial sequence 872811 
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895318 896802 
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910794 912281 
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923249 924771 


926361 927852 
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927903 929320 


Streptosporangium subroseum strain CY-7113 16S ribosomal RNA, partial 
Streptomyces scopiformis strain A25 16S ribosomal RNA, partial sequence 
Lentzea flaviverrucosa strain AS4.0578 16S ribosomal RNA, partial sequence 
Prochlorococcus marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, 
880078 

Lentzea californiensis strain NRRL B-16137 16S ribosomal RNA, partial 
Catellatospora koreensis strain LM042 16S ribosomal RNA, partial sequence 
Desulfacinum hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 
Rathayibacter caricis strain VKM Ac-1799 16S ribosomal RNA, partial 

Agreia bicolorata strain VKM Ac-1804 16S ribosomal RNA, partial sequence 
Saccharopolyspora flava strain AS 4.1520 16S ribosomal RNA, partial 
Actinomadura catellatispora strain 3.24 16S ribosomal RNA, partial sequence 
Orenia sivashensis strain Z-7191 16S ribosomal RNA, partial sequence 
Pandoraea sputorum strain LMG 18819 16S ribosomal RNA, partial sequence 
Pandoraea pulmonicola strain LMG 18106 16S ribosomal RNA, partial sequence 
Pandoraea apista strain LMG 16407 16S ribosomal RNA, partial sequence 
Enterococcus avium strain E6844 16S ribosomal RNA, partial sequence 896853 
Paenibacillus koreensis strain YC300 16S ribosomal RNA, partial sequence 
Thioalkalimicrobium sibiricum strain AL7 16S ribosomal RNA, partial 
Thioalkalivibrio denitrificans strain ALJD 16S ribosomal RNA, partial 
Legionella gresilensis strain Greoux 11 D13 16S ribosomal RNA, partial 
Thermoanaerobacter siderophilus strain SR4 16S ribosomal RNA, partial 
Desulforhopalus singaporensis strain S'pore Tl 16S ribosomal RNA, partial 
Erythrobacter citreus strain RE35F/1 16S ribosomal RNA, partial sequence 
Clostridium xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 
Leifsonia poae strain VKM Ac-1401 16S ribosomal RNA, partial sequence 
Lechevalieria aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial 
Actinosynnema pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, 
915394 

Streptococcus intermedius strain 1877 16S ribosomal RNA, partial sequence 
Gordonia amicalis strain IEGM 16S ribosomal RNA, partial sequence 917039 
Gordonia desulfuricans strain 213E 16S ribosomal RNA, partial sequence 
Slackia heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 
Desulfofrigus fragile strain LSv21 16S ribosomal RNA, partial sequence 
Desulfofrigus oceanense strain ASv26 16S ribosomal RNA, partial sequence 
Desulfofaba gelida strain PSv29 16S ribosomal RNA, partial sequence 924822 
Desulfotalea psychrophila strain LSv54 16S ribosomal RNA, partial sequence 


Roseovarius nubinhibens strain ISM 16S ribosomal RNA, partial sequence 
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Ruegeria pomeroyi strain DSS-3 16S ribosomal RNA, partial sequence 929371 
Clostridium algidixylanolyticum strain SPL73 16S ribosomal RNA, partial 
Lactobacillus salivarius strain HO 66 16S ribosomal RNA, complete sequence 
Bacteriovorax litoralis strain JS5 16S ribosomal RNA, partial sequence 
Bacteriovorax marinus strain SJ 16S ribosomal RNA, partial sequence 935581 
Pseudoalteromonas elyakovii strain KMM 162 16S ribosomal RNA, partial 
Heliorestis daurensis strain BT-H1 16S ribosomal RNA, complete sequence 
Chitinophaga pinensis strain DSM 2588 16S ribosomal RNA, partial sequence 
Comamonas terrigena strain IMI 359870 16S ribosomal RNA, 


partial sequence 


Hydrogenophaga flava strain 2 16S ribosomal RNA, partial sequence 943283 


Hydrogenophaga pseudoflava strain GA3 16S ribosomal RNA, partial sequence 
Hydrogenophaga taeniospiralis strain 2Kl1 16S ribosomal RNA, partial 
Acidovorax temperans strain PHL 16S ribosomal RNA, partial sequence 947973 
Acidovorax delafieldii strain 133 16S ribosomal RNA, partial sequence 
Curvibacter delicatus strain 146 16S ribosomal RNA, partial sequence 
Simplicispira psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
Giesbergeria sinuosa strain LMG 4393 16S ribosomal RNA, partial sequence 
Pseudaminobacter salicylatoxidans strain BN12 16S ribosomal RNA, partial 
Geobacillus caldoxylosilyticus strain $1812 16S ribosomal RNA, partial 
Bacillus selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 
Pseudomonas veronii strain CIP 104663 16S ribosomal RNA, complete sequence 
Enterococcus pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
Nocardia cerradoensis strain Y9 16S ribosomal RNA, partial sequence 963457 
Salinivibrio costicola subsp. vallismortis strain DV 16S ribosomal RNA, 
966480 

Halomonas campisalis strain 4A 16S ribosomal RNA, partial sequence 966531 
Kitasatospora cheerisanensis strain YC75 16S ribosomal RNA, partial 
Desulfovibrio fructosovorans strain JJ 16S ribosomal RNA, partial sequence 
Campylobacter lanienae strain NCTC 13004 16S ribosomal RNA, partial 
Waddlia chondrophila strain WSU 86/1044 16S ribosomal RNA, complete 
Lewinella persicus strain T-3 16S ribosomal RNA, partial sequence 974224 
Lewinella nigricans strain SS-2 16S ribosomal RNA, partial sequence 975693 
Herpetosiphon geysericola strain GC-42 16S ribosomal RNA, partial sequence 
Lewinella cohaerens strain II-2 16S ribosomal RNA, partial sequence 978631 
Sulfurospirillum barnesii strain SES-3 16S ribosomal RNA, partial sequence 


Entomoplasma freundtii strain BARC318 16S ribosomal RNA, complete sequence 


Treponema socranskii subsp. 
984718 


socranskii strain D56BRIII6 16S ribosomal RNA, 
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Acholeplasma vituli strain FC 097-2 16S ribosomal RNA, complete sequence 
Citrobacter murliniae strain CDC 2970-59 16S ribosomal RNA, partial 
Citrobacter braakii strain 167 16S ribosomal RNA, partial sequence 987916 
Citrobacter sedlakii strain I-75 16S ribosomal RNA, partial sequence 
Citrobacter rodentium strain DO 14784 16S ribosomal RNA, partial sequence 
Syntrophomonas sapovorans strain OM 16S ribosomal RNA, complete sequence 
Acidaminobacter hydrogenoformans strain glu 65 16S ribosomal RNA, partial 
Granulicatella elegans strain B1333 16S ribosomal RNA, complete sequence 
Thiomicrospira kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 
Thiomicrospira chilensis strain Ch-1 16S ribosomal RNA, partial sequence 
Thiomicrospira frisia strain JB-A2 16S ribosomal RNA, partial sequence 
Azovibrio restrictus strain S5b2 16S ribosomal RNA, partial sequence 
Kluyvera ascorbata strain ATCC 33433 16S ribosomal RNA, partial sequence 
Pseudoalteromonas peptidolytica strain F12-50-Al 16S ribosomal RNA, partial 
Bacillus mucilaginosus strain 1480D 16S ribosomal RNA, partial sequence 
Bacillus edaphicus strain T7 16S ribosomal RNA, partial sequence 1007814 
Shewanella algae strain OK-1 16S ribosomal RNA, partial sequence 1009316 
Shewanella amazonensis strain SB2B 16S ribosomal RNA, partial sequence 
Moraxella caviae strain GP1l 16S ribosomal RNA, partial sequence 1012401 
Moraxella ovis strain 199/55 16S ribosomal RNA, partial sequence 1013897 
Moraxella catarrhalis strain Ne 11 16S ribosomal RNA, partial sequence 
Moraxella bovis strain L-3 16S ribosomal RNA, partial sequence 1016889 
Staphylococcus succinus subsp. 


1019933 
Streptococcus gordonii strain SK3 16S ribosomal RNA, complete sequence 


succinus strain AMG-D1 16S ribosomal RNA, 


Streptococcus pneumoniae strain ATCC 33400 16S ribosomal RNA, complete 
Streptococcus mitis strain NS51 16S ribosomal RNA, complete sequence 
Rhizobium yanglingense strain SH22623 16S ribosomal RNA, partial sequence 
Desulfobacca acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 
Cellulophaga algicola strain IC166 16S ribosomal RNA, partial sequence 
Thiomicrospira thermophila strain I78 16S ribosomal RNA, partial sequence 
Micromonospora auratinigra strain TT1-11 16S ribosomal RNA, partial 
Lactobacillus satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
Aneurinibacillus danicus strain DB4 16S ribosomal RNA, partial sequence 
Herbaspirillum putei strain 7-2 16S ribosomal RNA, partial sequence 1035238 
Curvibacter gracilis strain 7-1 16S ribosomal RNA, partial sequence 1036784 


Nocardia arthritidis strain IFM 10035 16S ribosomal RNA, partial sequence 


gi 


265678351 
10398 
265678350 
10413 
265678349 
10429 
265678348 
10444 
265678347 
10460 
265678346 
10475 
265678345 
10491 
265678343 
10506 
265678342 
10521 
265678341 
10535 
265678340 


sequence 


gi 


265678339 


sequence 


gi 


265678338 
10581 
265678337 
10596 
265678336 
10611 
265678335 


sequence 


gi 


265678334 


sequence 


gi 


265678333 
10657 
265678332 
10672 
265678331 
10687 
265678330 
10701 
265678329 


sequence 


265678328 
10731 
265678327 
10746 
265678325 
10759 
265678324 
10775 
265678323 
10790 
265678322 
10804 
265678321 
10820 
265678320 
10849 
265678319 
10850 
265678318 
10880 
265678317 
10881 
265678316 
10896 
265678315 
10911 
265678314 
10927 


ref|NR_028653.1 
82 1041334 
ref |NR_028652.1 
85 1042883 
ref|NR_028651.1 
34 1044430 
ref|NR_028650.1 
81 1045988 
ref |NR_028649.1 
39 1047522 
ref |NR_028648.1 
73 1049049 
ref |NR_028647.1 
00 1050580 
ref |NR_028645.1 
31 1052062 
ref |NR_028644.1 
13 1053515 
ref |NR_028643.1 
66 1055002 
ref |NR_028642.1 

1055053 105655 
ref|NR_028641.1 
1056603 105808 
ref |NR_028640.1 
38 1059573 
ref|NR_028639.1 
24 1061116 
ref|NR_028638.1 
67 1062648 
ref |NR_028637.1 
1062699 106423 
ref|NR_028636.1 

1064282 106570 
ref|NR_028635.1 
51 1067152 
ref |NR_028634.1 
03 1068656 
ref |NR_028633.1 
07 1070133 
ref |NR_028632.1 
84 1071636 
ref |NR_028631.1 

1071687 107308 
ref|NR_028630.1 
37 1074554 
ref |NR_028629.1 
05 1075935 
ref |NR_028627.1 
86 1077478 
ref |NR_028626.1 
29 1078967 
ref |NR_028625.1 
18 1080418 
ref |NR_028624.1 
69 1081998 
ref |NR_028623.1 
49 1083461 
ref |NR_028622.1 
52 
ref |NR_028621.1 
03 1086481 
ref |NR_028620.1 
56 
ref |NR_028619.1 
07 1089634 
ref|NR_028618.1 
85 1091137 
ref |NR_028617.1 
88 1092688 


ref|NR_028616.1 
39 1094192 


Nocardia pneumoniae strain IFM 0784 16S ribosomal RNA, partial sequence 


Nocardia araoensis strain IFM 0575 16S ribosomal RNA, partial sequence 
Nocardia higoensis strain IFM 10084 16S ribosomal RNA, partial sequence 
Nocardia shimofusensis strain YZ-96 16S ribosomal RNA, partial sequence 
Cerasibacillus quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 
Micromonospora eburnea strain LK2-10 16S ribosomal RNA, partial sequence 
Balnearium lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 
Marinospirillum insulare strain K 16S ribosomal RNA, partial sequence 
Nocardia asiatica strain IFM 0245 16S ribosomal RNA, partial sequence 
Sulfurimonas autotrophica strain OK10 16S ribosomal RNA, partial sequence 
Paraliobacillus ryukyuensis strain 015-7 16S ribosomal RNA, partial 
Rhodopseudomonas rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial 
Deferribacter desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 
Marinithermus hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 
Chitinophaga japonensis strain 758 16S ribosomal RNA, partial sequence 
Alicyclobacillus acidiphilus strain TA-67 16S ribosomal RNA, partial 
Marinomonas primoryensis strain KMM 3633 16S ribosomal RNA, partial 
Rheinheimera pacifica strain KMM 1406 16S ribosomal RNA, partial sequence 
Sphingomonas yabuuchiae strain A1-18 16S ribosomal RNA, partial sequence 
Brevundimonas nasdae strain W1-2B 16S ribosomal RNA, partial sequence 
Tistrella mobilis strain JCM 21370 16S ribosomal RNA, partial sequence 
Vitellibacter vladivostokensis strain KMM 3516 16S ribosomal RNA, partial 
Novosphingobium tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 
Rhodococcus tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
Rarobacter incanus strain YLM-32 16S ribosomal RNA, partial sequence 
Sphingomonas melonis strain DAPP-PG 224 16S ribosomal RNA, partial sequence 
Acetobacter orientalis strain 21F-2 16S ribosomal RNA, partial sequence 
Bacillus funiculus strain NAF001 16S ribosomal RNA, partial sequence 
Lactobacillus equi strain YIT 0455 16S ribosomal RNA, partial sequence 
Sphingobium amiense strain Y 16S ribosomal RNA, partial sequence 1083512 
Streptomyces tauricus strain JCM 4837 16S ribosomal RNA, partial sequence 
Bacillus akibai strain 1139 16S ribosomal RNA, complete sequence 1086532 
Pseudomonas psychrophila strain E-3 16S ribosomal RNA, partial sequence 
Nonomuraea roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


Lactobacillus algidus strain M 6 A9 16S ribosomal RNA, partial sequence 


Acetobacter indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 


gi|265678313|ref|NR_028615.1| Acetobacter peroxydans strain NBRC 13755 16S ribosomal RNA, partial 
sequence 1094243 109557 
gi|265678312|ref|NR_028614.1] Acetobacter orleanensis strain NBRC 13752 16S ribosomal RNA, partial 
sequence 1095628 1097070 
gi|265678311|ref|NR_028613.1| Streptomyces scabrisporus strain KM-4927 16S ribosomal RNA, partial 
sequence 1097121 1098599 
gi|265678310|ref|NR_028612.1| Acrocarpospora macrocephala strain IFO 16266 16S ribosomal RNA, partial 
sequence 1098650 1100098 
gi|265678309|ref|NR_028611.1] Clostridium hiranonis strain TO-931 16S ribosomal RNA, partial sequence 
1100149 1101541 
gi|265678308|ref|NR_028610.1| Agromyces rhizospherae strain 14 16S ribosomal RNA, partial sequence 
1101592 1103101 
gi|265678306|ref|NR_028608.1| Mogibacterium pumilum strain D2-18 16S ribosomal RNA, partial sequence 
1103152 1104621 
gi|265678305|ref|NR_028607.1| Bacteroides acidifaciens strain A40 16S ribosomal RNA, partial sequence 
1104672 1106166 
gi|265678304|ref|NR_028606.1| Nonomuraea longicatena strain NRRL 15532 16S ribosomal RNA, partial 
sequence 106217 1107715 
gi|265678303|ref|NR_028605.1| Microbispora corallina strain DF-32 16S ribosomal RNA, partial sequence 
1107766 1109207 
gi|265678302|ref|NR_028604.1| Collinsella aerofaciens strain JCM 10188 16S ribosomal RNA, partial 
sequence 1109258 1110720 
gi|265678301|ref|NR_028602.1| Moritella yayanosii strain DB21MT-5 16S ribosomal RNA, partial sequence 
1110771 1112256 
gi|265678300|ref|NR_028601.1| Microbacterium halophilum strain 76 16S ribosomal RNA, partial sequence 
1112307 1113789 
gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa strain I-132 16S ribosomal RNA, partial sequence 
1113840 1115313 
gi| 265678298 |ref|NR_028599.1| Kineosporia succinea strain I-273 16S ribosomal RNA, partial sequence 
1115364 1116839 


~ 


R 


gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes strain I-273 16S ribosomal RNA, partial sequence 
1116890 1118282 
gi|228716249|ref|NR_027549.1| Escherichia fergusonii ATCC 35469 16S ribosomal RNA, partial sequence 


1118333 1119805 
gi|228716127|ref|NR_027547.1| Anaeromyxobacter dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 
1119856 1121404 
gi|228715451|ref|NR_027532.1| Ureaplasma parvum serovar 3 str. ATCC 27815 16S ribosomal RNA, partial 
sequence 121455 1122893 
gi|224581425|ref|NR_027206.1| Lactobacillus antri strain Kx146A4 16S ribosomal RNA, partial sequence 
1122944 1124463 
gi|224581403|ref|NR_027184.1| Cryomorpha ignava strain QSSC1-22 16S ribosomal RNA, partial sequence 
1124514 1125935 
gi|253680772|ref|NR_028020.1| Syntrophobacter wolinii strain DB 16S ribosomal RNA, partial sequence 
1125986 1127376 
gi|253680771|ref|NR_028019.1| Helicobacter pametensis strain B9A Seymour 16S ribosomal RNA, partial 
sequence 127427 1128907 
gi|253680770|ref|NR_028018.1| Rickettsia rickettsii strain R 16S ribosomal RNA, partial sequence 1128958 
1130397 
gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans strain ES10.1 16S ribosomal RNA, partial sequence 
1130448 1131904 
gi|253680768|ref|NR_028016.1| Brevibacterium sanguinis strain CF63 16S ribosomal RNA, partial sequence 
1131955 1133449 
gi| 253680767 |ref|NR_028015.1| Corynebacterium sphenisci strain CECT 5990 16S ribosomal RNA, partial 
sequence 133500 1134881 
gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus strain YB1 16S ribosomal RNA, partial sequence 
1134932 1136396 
gi| 253680765 |ref|NR_028013.1| Leifsonia aurea strain CMS 81 16S ribosomal RNA, complete sequence 1136447 
1137959 
gi|253680764|ref|NR_028012.1| Leifsonia rubra strain CMS 76r 16S ribosomal RNA, complete sequence 1138010 
1139535 
gi|253680763|ref|NR_028011.1| Salinisphaera shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 
1139586 1141025 
gi|253680762|ref|NR_028010.1| Sphingopyxis witflariensis strain W-50 16S ribosomal RNA, partial sequence 
1141076 1142557 
gi|253680761|ref|NR_028009.1| Pannonibacter phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 
1142608 1144082 
gi|253680760|ref|NR_028008.1| Pseudomonas thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
1144133 1145561 
gi|253680759|ref|NR_028007.1| Collimonas fungivorans strain Ter6 16S ribosomal RNA, partial sequence 
1145612 1147064 
gi|253680758|ref|NR_028006.1| Nocardia ignorata strain IMMIB R-1434 16S ribosomal RNA, partial sequence 
1147115 1148603 


R 


R 


R 


gi 


sequence 


253680757 
11486 
253680756 
11501 
253680755 
11516 
253680754 
11531 
253680753 
11561 
228721492 
11561 
228721491 
11591 
228721485 
11591 
228721225 
11607 
228720981 
11636 
228720667 
11652 
228720470 
11666 
228719858 
11667 
228719827 
11682 
228719618 
11712 
228719312 


228719222 
11729 
228718578 
11758 
228718376 
11759 
228718030 
11788 
228717704 
11804 
228717635 
11804 
228717350 
11819 
228717037 
11834 
228716090 
11863 
228716058 
11878 
228716012 
11879 
228715942 
11908 
228715750 
11909 
228715722 
11939 
228715634 
11940 
228715574 
11955 
228715504 
11971 
228715480 
11986 
228715386 
12000 
228715358 
12031 


ref|NR_028005.1 
54 1150127 
ref|NR_028004.1 
781151571 
ref|NR_028003.1 
22 1153067 
ref|NR_028002.1 
18 1154525 
ref|NR_028001.1 
00 
ref|NR_027615.1 
51 1157635 
ref|NR_027614.1 
15 
ref|NR_027608.1 
66 1160688 
ref|NR_027604.1 
39 1162206 
ref|NR_027600.1 
88 
ref 
49 
ref 
87 
ref|NR_027586.1 
38 1168192 
ref|NR_027585.1 
43 1169775 
ref|NR_027583.1 
94 
ref|NR_027582.1 
1171345 117284 
ref|NR_027581.1 
00 1174354 
ref|NR_027574.1 
98 
ref|NR_027573.1 
49 1177377 
ref|NR_027570.1 
68 
ref 
16 
ref|NR_027565.1 
67 1181922 
ref|NR_027562.1 
73 1183434 
ref|NR_027558.1 
85 1184849 
ref|NR_027546.1 
60 
ref 
71 
ref|NR_027544.1 
22 1189382 
ref|NR_027543.1 
93 
ref|NR_027538.1 
44 1192406 
ref |NR_027537.1 
78 
ref|NR_027536.1 
29 1195514 
ref|NR_027535.1 
65 1197080 
ref|NR_027534.1 
31 1198567 
ref |NR_027533.1 
18 1200010 
ref|NR_027531.1 
61 1201579 


NR_027596.1 


NR_027592.1 


NR_027566.1 


NR_027545.1 


ref|NR_027530.1 
11 


Geovibrio thiophilus strain AAFu3 16S ribosomal RNA, partial sequence 

Thalassospira lucentensis strain QMT2 16S ribosomal RNA, partial sequence 
Psychromonas kaikoae strain JT7304 16S ribosomal RNA, partial sequence 

Photobacterium indicum strain MBIC3157 16S ribosomal RNA, partial sequence 
Oceanobacillus iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 
Streptobacillus moniliformis DSM 12112 16S ribosomal RNA, partial sequence 
1157686 


Meiothermus ruber DSM 1279 16S ribosomal RNA, partial sequence 


Desulfotomaculum acetoxidans DSM 771 16S ribosomal RNA, partial sequence 


Nakamurella multipartita DSM 44233 16S ribosomal RNA, partial sequence 
Meiothermus silvanus DSM 9946 16S ribosomal RNA, partial sequence 1162257 
Mitsuokella multacida DSM 20544 16S ribosomal RNA, partial sequence 1163739 
Clostridium spiroforme DSM 1552 16S ribosomal RNA, partial sequence 1165300 
Psychroflexus torquis ATCC 700755 16S ribosomal RNA, partial sequence 
Spirochaeta smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 
Thermobispora bispora DSM 43833 16S ribosomal RNA, partial sequence 1169826 
Dethiosulfovibrio peptidovorans DSM 11002 16S ribosomal RNA, partial 
Capnocytophaga ochracea DSM 7271 16S ribosomal RNA, partial sequence 
Kangiella koreensis DSM 16069 16S ribosomal RNA, partial sequence 1174405 
Clostridium bartlettii DSM 16795 16S ribosomal RNA, partial sequence 
Brachyspira murdochii DSM 12563 16S ribosomal RNA, partial sequence 1177428 
Nitrosomonas eutropha C91 16S ribosomal RNA, partial sequence 1178919 
Victivallis vadensis ATCC BAA-548 16S ribosomal RNA, partial sequence 
Anaerofustis stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 
Anaerotruncus colihominis DSM 17241 16S ribosomal RNA, partial sequence 
Yersinia mollaretii ATCC 43969 16S ribosomal RNA, partial sequence 1184900 
Yersinia intermedia ATCC 29909 16S ribosomal RNA, partial sequence 1186411 
Yersinia frederiksenii ATCC 33641 16S ribosomal RNA, partial sequence 


Yersinia bercovieri ATCC 43970 16S ribosomal RNA, partial sequence 1189433 


Persephonella marina strain EX-H1 16S ribosomal RNA, partial sequence 


Bordetella hinzii LMG 13501 16S ribosomal RNA, complete sequence 1192457 
Carboxydibrachium pacificum DSM 12653 16S ribosomal RNA, partial sequence 
Denitrovibrio acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 
Ramlibacter tataouinensis TTB310 16S ribosomal RNA, partial sequence 
Dyadobacter fermentans DSM 18053 16S ribosomal RNA, partial sequence 


Aminobacterium colombiense DSM 12261 16S ribosomal RNA, partial sequence 


Thermotoga neapolitana DSM 4359 16S ribosomal RNA, partial sequence 1201630 


228715356 
12031 
228715355|ref 
1206128 
228715354|ref 
12061 
228715352 
12077 
228715350 
12106 
224581438 
12107 
224581437 
12122 
224581436 
12136 
224581404 
12152 
219878473 
12166 
219878368 
12181 
219878362 
12196 
219878356 
12211 
219878346 
12226 
gi|219878314 
sequence 
i| 219878300 


ref 


ref 


ref 
99 
ref 
ref 
ref 
ref 
ref 


ref 


ref 


ref 
ref 
ref 
ref 


219878281 
12272 
219878280 
12287 
219878275 
12303 
219878271 
12318 
gi|219878266 
sequence 
gi|219878254 
sequence 
gi|219878251 
sequence 
gi|219878163 


ref 
ref 
ref 
ref 
ref 
ref 
ref 
ref 


219878162 
12394 
gi|219878120|ref 
partial sequence 
gi| 219878114 |ref 
12424 
gi| 219857537 
sequence 

gi| 219857484 
12454 
219857449 
12469 
219857416 
12498 
219857412 
12499 
gi|219857241|ref 
partial sequence 
gi|219857240|ref 
partial sequence 
gi|219857194|ref 
sequence 

gi|219857144 


gi ref 


ref 
ref 


gi ref 
ref 
67 


gi ref 


ref 


62 1204620 


79 1207663 


14 1209142 


50 1212158 

09 1213646 

97 1215150 

01 1216630 

81 1218148 

99 1219566 

17 1221116 

67 1222613 

64 1224119 
1224170 12256 

1225722 1227193 

44 1228719 

70 1230255 

06 1231793 

44 1233289 
1233340 123481 

1234868 12363 

1236392 12378 

1237929 1239394 


45 1240914 
62 1243864 

1243915 124542 
79 1246880 


31 1248459 


18 1251238 


1254345 12558 


NR_027528.1 
NR_027527.1 
NR_027526.1 
NR_027524.1 
NR_027522.1 
NR_027220.1 
NR_027219.1 
NR_027218.1 
NR_027185.1 


NR_025612.1 


NR_025507.1 


NR_025501.1 
NR_025495.1 
NR_025485.1 
NR_025453.1 


7 
NR_025439.1 


NR_025420.1 
NR_025419.1 
NR_025414.1 
NR_025410.1 
NR_025405.1 
NR_025393.1 
4 
NR_025390.1 
7 
NR_025302.1 
NR_025301.1 
NR_025259.1 

124096 
NR_025253.1 
NR_025125.1 
NR_025072.1 
NR_025037.1 
NR_025004.1 
NR_025000.1 
NR_024869.1 

125128 
NR_024868.1 

125281 
NR_024822.1 


4 
NR_024772.1 


1255896 1257349 


Collinsella intestinalis DSM 13280 16S ribosomal RNA, partial sequence 
Collinsella stercoris DSM 13279 16S ribosomal RNA, partial sequence 1204671 
Catenibacterium mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 
Cryptobacterium curtum DSM 15641 16S ribosomal RNA, partial sequence 
Haliangium ochraceum DSM 14365 16S ribosomal RNA, partial sequence 1209193 
Halomonas hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 
Halomonas axialensis strain Althfl 16S ribosomal RNA, partial sequence 
Halomonas neptunia strain Eplumel 16S ribosomal RNA, partial sequence 
Halomonas sulfidaeris strain Esulfidel 16S ribosomal RNA, partial sequence 
Arthrobacter bergerei strain Cal06 16S ribosomal RNA, partial sequence 
Luteococcus sanguinis strain CCUG 33897 16S ribosomal RNA, partial sequence 
Allofustis seminis strain 01-570-1 16S ribosomal RNA, partial sequence 
Salana multivorans strain Se-3111 16S ribosomal RNA, partial sequence 
Caminicella sporogenes strain AM1114 16S ribosomal RNA, partial sequence 
Streptococcus gallinaceus strain CCUG 42692 16S ribosomal RNA, partial 
Isoptericola variabilis strain MX5 16S ribosomal RNA, partial sequence 
Cellvibrio fibrivorans strain R-4079 16S ribosomal RNA, partial sequence 
Cellvibrio gandavensis strain R-4069 16S ribosomal RNA, partial sequence 
Thermocrinis albus strain HI 11/12 16S ribosomal RNA, complete sequence 
Bartonella schoenbuchensis strain R1 16S ribosomal RNA, partial sequence 
Microbacterium phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial 


7 
Mycobacterium frederiksbergense strain DSM 44346 16S ribosomal RNA, partial 
1 
Parasporobacterium paucivorans strain SYR1 16S ribosomal RNA, partial 
8 
Aminobacter niigataensis strain DSM7050 16S ribosomal RNA, partial sequence 


Aminobacter aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 


Sulfurihydrogenibium azorense Az-Ful strain Az-Ful 16S ribosomal RNA, 
5 1242411 
Mesorhizobium temperatum strain SDW 018 16S ribosomal RNA, partial sequence 


Desulfitobacterium metallireducens strain 853-15 16S ribosomal RNA, partial 
8 
Amycolatopsis rubida strain 13.4 16S ribosomal RNA, partial sequence 


Neochlamydia hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 


Runella zeae strain NS12 16S ribosomal RNA, partial sequence 1248510 


Mycobacterium kubicae strain CDC 941078 16S ribosomal RNA, partial sequence 


Treponema socranskii subsp. paredis strain ATCC 35535 16S ribosomal RNA, 
9 1252767 

Treponema socranskii subsp. buccale strain ATCC 35534 16S ribosomal RNA, 
8 1254294 

Brevibacillus limnophilus strain DSM 6472 16S ribosomal RNA, partial 
5 


Corynebacterium efficiens YS-314 16S ribosomal RNA, partial sequence 


497272 Bacteria_ 
strain 63287 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


497272 Bacteria_ 


34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


497272 Bacteria_ 


stercorarium subs 
Clostridium stercorarium subsp. 


16S 2299690 2299769 1 80 
ribosomal RNA, partial sequence 


gi 


16S 2301158 2301237 1 80 gi 


219857530 


2299447 23008 
izobiace 


rh 
219857529 


2300928 2302353 Afipi 


ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 
16S 2325548 2325639 1 92 gi| 219857512 
p- leptospartum strain ATCC 35414 16S ribosomal 


ref|NR_025118.1 


Bosea. 
NR_025117.1 


ae; 
ref 
a bi 


ref 
RNA, 


NR_025100.1 


rgiae Bacter 


partial seq 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Clostridium 
uence 2325260 2326777 


Clostridiaceae; Clostridium. 

497272 Bacteria_16S 2329968 2330047 1 80 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

497272 Bacteria_16S 2349553 2349636 1 84 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

497272 Bacteria_16S 2384501 2384580 1 80 gi|219857470|ref|NR_025058.1| Burkholderia fungorum 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia fungorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

497272 Bacteria_16S 2386025 2386104 1 80 gi|219857469|ref|NR_025057.1| Burkholderia 
caledonica strain LMG 19076 16S ribosomal RNA, partial sequence 2385781 2387256 Burkholderia 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
497272 Bacteria_16S 2410397 2410476 1 80 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 


strain SPS-1037 1 
Proteobacteria; 


Bacteria; 


Bacteria; 


burkinensis strai 
Bacteria; 


strain CVL 16S ri 
Proteobacteria; D 


497272 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


multivorans strai 
Bacteria; Proteob 


497272 Bacteria_16S 
taberi strain DSM 


Bacteria; Actinob 


Saccharopolyspora. 
497272 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


497272 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


497272 Bacteria_16S 


saccharophila str 
saccharophila Bac 


497272 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


497272 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


497272 Bacteria_16S 


B 


Proteob 
497272 Bacteria_16S 
palleronii strain 
palleronii Bacter 
497272 Bacteria_16S 
strain AN1 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
497272 Bacteria_16S 


Proteob 
497272 Bacteria_16S 


2469680 2469759 1 80 gi 


acteria; Gammaproteobacteria; Chromati 
2471185 24712641 80 gi 


2542986 2543065 1 80 gi 
CCUG 20334 16S ribosomal RNA, partial 


2567560 2567639 1 80 
bosomal RNA, partial sequence 


gi 


2606006 2606097 1 92 gi 


2613754 2613845 1 92 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2652014 2652093 1 80 gi 
ibosomal RNA, partial sequence 


gi 


2661004 2661083 1 80 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2666824 2666915 1 92 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


2717899 2717978 1 80 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


2835259 2835338 1 80 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2849023 2849102 1 80 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2859896 2859975 1 80 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2861438 2861517 1 80 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2866057 2866136 1 80 gi 


ia; Proteobacteria; Betaproteobacteria 


n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


etaproteobacteria; Rhodocyclales; Rhod 
497272 Bacteria_16S 


6S ribosomal RNA, partial sequence 2410156 24116 
etaproteobacteria; Burkholderiales; Te 
497272 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
Proteob 
497272 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


pidimonas. 
219857403 
ce 
ales; 
219857402 


ales; 
219857348 
sequence 


’ 


219857289 


2567339 25687 
izobiace 


rh 
219857264 
nce 
ib 
219857256 


2613469 26150 
Desulfov 


’ 


219857223 


2651733 26532 
yclaceae 


oc 
219857216 
ence 26607 
les; 
219857212 
ence 26665 
ales; 


219857176 
al 
cteria; 
219856900 
ence 28349 
riales; 
219856891 
sequence 
ria; 
219856884 
ar 
obacteria; 
219856883 
As 
a; Burkhol 
219856880 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacterium. 


24694 
Ecto 


24709 


Ecto 


Burkhold 


26057 
rionales 


Hypho: 


Pseu 


sequenc 
Bu 


Bu 


Burkh 


tial seq 


sequence 


ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024920.1 


ae; Nitrobacter. 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref|NR_024851.1 
; Azoarcus. 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref |NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref|NR_024804.1 
e 2717632 271910 
rkholderiales; O 


ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref |NR_024702.1 

2861171 286267 
deriales; Comamo 


48 Tepidimonas ignava Bacteria; 


Thioalkalivibrio 

kalivibrio nitratis 

ae; Thioalkalivibrio. 

Thioalkalivibrio 

kalivibrio versutus 

ae; Thioalkalivibrio. 
Hydrogenophaga 

5 Hydrogenophaga 

adaceae; Hydrogenophaga. 

Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Burkholderia 

lderia kururiensis 
Burkholderia. 
Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 

1 2861120 Pseudomonas 
adyrhizobiaceae. 
Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 


ref|NR_024699.1 
2865789 286730 


Marinobacterium 
5 Marinobacterium 


497272 Bacteria_16S 2867610 2867689 1 80 gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 
497272 Bacteria_16S 2883333 2883424 1 92 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 
497272 Bacteria_16S 2931763 2931854 1 92 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 
497272 Bacteria_16S 2990982 2991061 1 80 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 
497272 Bacteria_16S 3004756 3004835 1 80 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 
497272 Bacteria_16S 3071249 3071328 1 80 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
497272 Bacteria_16S 3077245 3077324 1 80 gi|219846870|ref|NR_026462.1| Burkholderia 
caribensis strain MWAP64 16S ribosomal RNA, partial sequence 3076975 3078406 Burkholderia 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
497272 Bacteria_16S 3080298 3080377 1 80 gi|219846868|ref|NR_026460.1| Desulfurella 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
497272 Bacteria_16S 3172309 3172388 1 80 gi|219846806|ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 
497272 Bacteria_16S 3208798 3208895 2 99 gi|219846782|ref|NR_026374.1| Sphingomonas mali 
strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
497272 Bacteria_16S 3210290 3210387 2 99 gi| 219846781 |ref|NR_026373.1| Sphingomonas pruni 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
497272 Bacteria_16S 3269146 3269225 1 80 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 
strain Feox-1 16S ribosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
497272 Bacteria_16S 3299645 3299724 1 80 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 
497272 Bacteria_16S 3307375 3307454 1 80 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
497272 Bacteria_16S 3308837 3308916 1 80 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
497272 Bacteria_16S 3381941 3382020 1 80 gi|219846661|ref|NR_026253.1| Methylophaga 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 3383157 Methylophaga 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 
497272 Bacteria_16S 3387988 3388067 1 80 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 
497272 Bacteria_16S 3580054 3580133 1 80 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 
497272 Bacteria_16S 3581606 3581697 1 92 gi|219846521|ref|NR_026113.1| Clostridium 
stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
497272 Bacteria_16S 3630239 3630330 1 92 gi|219846485|ref|NR_026077.1| Geobacter pelophilus 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 3631435 Geobacter pelophilus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
497272 Bacteria_16S 3692670 3692749 1 80 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 
497272 Bacteria_16S 3770228 3770307 1 80 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 


strain ROO1 16S r 


ibosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 


3769978 3771422 Ralstonia syzygii Bacteria; 


497272 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


497272 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


497272 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


497272 Bacteria_16S 


strain OP 16S rib 


3836831 3836910 1 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3911779 3911858 1 80 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
3938854 3938933 1 80 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


80 gi 


3941755 3941834 1 
osomal RNA, partial sequence 


80 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


497272 Bacteria_16S 


strain PW2 16S ri 


3944675 3944754 1 80 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


497272 Bacteria_16S 


strain KLB 16S ri 


3947601 3947680 1 80 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


497272 Bacteria_16S 


strain 101 16S ri 


3949058 3949137 1 80 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


497272 Bacteria_16S 
16S ribosomal RNA, partial sequence 3960828 39622 


strain ATH 2.2.1 


Proteobacteria; B 


497272 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


497272 Bacteria_16S 


denitrificans str 
denitrificans Bac 


497272 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


497272 Bacteria_16S 


strain 25-4 16S r 
Proteobacteria; G 


497272 Bacteria_16S 


strain SW-154 16S 
Proteobacteria; G 


497272 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


497272 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


497272 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


497272 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


497272 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


497272 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; 
497272 Bacteria_16S 


strain M6 16S rib 


Proteobacteria; Alphaproteobacteria; 
497272 Bacteria_16S 


strain V2 16S rib 


Proteobacteria; Alphaproteobacteria; 
497272 Bacteria_16S 


strain 12B4 16S r 


3961079 3961158 1 80 gi 
etaproteobacteria; Burkholderiales; Ru 
3968589 3968668 1 80 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3971437 3971516 1 80 gi 


ain AS-P1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
3977323 3977402 1 80 gi 


AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


, 


3999333 3999412 1 80 
ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
4017347 4017426 1 80 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 

4081052 40811311 80 

ribosomal RNA, partial sequence 


gi 


gi 


219846337 


3836584 38380 


Halomonad 
219846286 
uence 
eria; Rhiz 
219846266 
equence 

a; Rhizobi 


219846264 


3941522 39429 


Acetobacte 
219846262 


3944448 39458 


Acetobacte 
219846260 


3947368 39487 


Acetobacte 
219846259 


3948831 39502 


Acetobacte 
219846251 


brivivax. 
219846246 
39683 
rillales; 
219846244 
equence 
ria; Burkh 
219846240 
quence 
Rhodospir 


219846225 


3999120 40005 


anthomonad 
219846211 


4017086 40185 


219846165 


4080799 40822 


etaproteobacteria; Burkholderiales; Tepidimonas. 
4189320 4189399 1 80 gi| 219846083 
s strain K14 16S ribosomal RNA, partial sequence 
s Bacteria; Proteobacteria; Betaproteobacteria; 
4192413 41925041 92 gi| 219846080 
16S ribosomal RNA, partial sequence 41921 
idetes; Bacteroidia; Bacteroidales; Bacteroidace 
4195391 41954701 80 gi| 219846078 
n JC2044 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Gammaproteobacteria; Oceano 
4239247 42393261 80 gi|219846042 
GP34 16S ribosomal RNA, partial sequence 42390 
acteria; Alphaproteobacteria; Rhizobiales; Methy 
4240706 4240785 1 80 gi|219846041 
GR16 16S ribosomal RNA, partial sequence 42404 
acteria; Alphaproteobacteria; Rhizobiales; Methy 
4828 4906 2 80 gi| 265679060 
bosomal RNA, partial sequence 4584 5982 
Rhizobiales; Bartonellaceae; 
6290 6368 2 80 gi| 265679059 
osomal RNA, partial sequence 6033 7437 
Rhizobiales; Bartonellaceae; 
7747 7825 2 80 gi| 265679058 
osomal RNA, partial sequence 7488 8910 
Rhizobiales; Bartonellaceae; 
21385 21483 1 99 gi| 265679049 
ibosomal RNA, partial sequence 21157 22626 


ref |NR_025927.1 
aceae; Halomonas 
ref|NR_025876.1 

3911550 391285 
obiales; Bradyrh 
ref|NR_025856.1 

3938625 394003 
ales; Methylobac 


, 


ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025852.1 


raceae; Acidocel 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref|NR_025849.1 


race 
ref 


ae; Acidocel 
NR_025841.1 


ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref |NR_025834.1 

3971185 397263 
olderiales; Coma 
ref|NR_025830.1 

3977072 397838 
illales; Rhodosp 
ref|NR_025815.1 
acea 
ref 


e; Silanimon 
NR_025801.1 


ref|NR_025755.1 


ref|NR_025673.1 
189049 419056 


Burkholderiales; 


rs 


ref |NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides. 
ref|NR_025668.1 
195136 419657 
spirillales; Hah 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref|NR_029368.1 


rs 


tonella. 
NR_029367.1 


Bar 
ref 


tonella. 
NR_029366.1 


Bar 
ref 


Bartonella. 
ref |NR_029357.1 
Propionispira 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Methylobacterium 
1 Methylobacterium 
teriaceae; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 
Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Bacteroides capillosus 
oides capillosus 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 

Methylobacterium 
obacterium hispanicum 
Methylobacterium. 

Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Propionispira arboris 
arboris Bacteria; 


497272 Bacteria_16S 53408 53506 1 99 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
497272 Bacteria_16S 62388 62466 2 80 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
497272 Bacteria_16S 81757 81847 2 92 gi|265679009|ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011  Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

497272 Bacteria_16S 127649 127739 2 92 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

497272 Bacteria_16S 213302 213380 2 80 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

497272 Bacteria_16S 250067 250149 2 84 gi|265678895|ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

497272 Bacteria_16S 251549 251631 2 84 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

497272 Bacteria_16S 260378 260456 2 80 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
497272 Bacteria_16S 272469 272547 2 80 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

497272 Bacteria_16S 280030 280120 2 92 gi| 265678873 |ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

497272 Bacteria_16S 316507 316605 1 99 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

497272 Bacteria_16S 317998 318076 2 80 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
497272 Bacteria_16S 338184 338258 25 99 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
497272 Bacteria_16S 366409 366499 2 92 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

497272 Bacteria_16S 370903 370981 2 80 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

497272 Bacteria_16S 387681 387779 1 99 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

497272 Bacteria_16S 434052 434142 2 92 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

497272 Bacteria_16S 515126 515204 2 80 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

497272 Bacteria_16S 536580 536678 1 99 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

497272 Bacteria_16S 545723 545813 2 92 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
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Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 


497272 Bacteria_16S 592657 592735 2 80 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
497272 Bacteria_16S 620013 620111 1 99 gi| 265678638 |ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
497272 Bacteria_16S 662393 662483 2 92 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

497272 Bacteria_16S 667035 667113 2 80 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
497272 Bacteria_16S 677754 677832 2 80 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

497272 Bacteria_16S 679199 679277 2 80 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
497272 Bacteria_16S 689726 689816 2 92 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

497272 Bacteria_16S 691278 691368 2 92 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

497272 Bacteria_16S 715163 715241 2 80 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

497272 Bacteria_16S 793822 793900 2 80 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
497272 Bacteria_16S 804599 804697 1 99 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

497272 Bacteria_16S 818299 818389 2 92 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
strain 12993 16S ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

497272 Bacteria_16S 819804 819894 2 92 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 
strain 256 16S ribosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

497272 Bacteria_16S 833694 833772 2 80 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 

497272 Bacteria_16S 835196 835274 2 80 gi| 265678489 |ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

497272 Bacteria_16S 844282 844372 2 92 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 845502 Samsonia erythrinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 

497272 Bacteria_16S 859367 859457 2 92 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

497272 Bacteria_16S 871544 871622 2 80 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

497272 Bacteria_16S 937351 937441 2 92 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

497272 Bacteria_16S 955993 956071 2 80 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

497272 Bacteria_16S 965225 965315 2 92 gi| 265678401 |ref|NR_028703.1| Salinivibrio costicola 


subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Salinivibrio. 


964933 966480 Salinivibrio costicola 


497272 Bacteria_16S 


strain CDC 2970-5 
Bacteria; 


Proteobacteria; 


Proteobacteria; 


strain DO 14784 1 
Proteobacteria; 


strain ATCC 33433 
Proteobacteria; 


strain SH22623 16 


desulfuricans str 
desulfuricans Bac 


497272 Bacteria_16S 


strain 21F-2 16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


497272 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


497272 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


497272 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


497272 Bacteria_16S 


ATCC 43969 16S ri 
Bacteria; Proteob 
497272 Bact 
ATCC 29909 16S ri 
Bacteria; Proteob 
497272 Bact 
ATCC 33641 16S ri 
Bacteria; Proteob 
497272 Bact 
ATCC 43970 16S ri 
Bacteria; Proteob 


497272 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
497272 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


497272 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


497272 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


497272 Bacteria_16S 


temperatum strain 
temperatum Bacter 


497272 Bacteria_16S 


diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 


Proteob 
497272 Bacteria_16S 
strain 167 16S ri 
G 
497272 Bacteria_16S 
strain I-75 16S r 
G 
497272 Bacteria_16S 


G 
497272 Bacteria_16S 


G 
497272 Bacteria_16S 


eria_16S 


eria_16S 


eria_16S 


986617 986707 2 92 gi 
9 16S ribosomal RNA, partial sequence 


988197 988287 2 92 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
989777 989867 2 92 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
991348 991438 2 92 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
1003587 1003677 2 92 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1024874 1024952 2 80 gi 
S ribosomal RNA, partial sequence 
1058403 1058493 1 


91 gi 


teria; Deferribacteres; 
1079268 1079346 2 80 
ribosomal RNA, partial sequence 


gi 


1092991 1093069 2 80 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095878 1095956 2 80 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1118586 1118676 2 92 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1150365 1150455 2 92 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1185160 1185250 2 92 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterob 
1186671 1186761 2 92 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterob 
1188182 1188272 2 92 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterob 
1189693 1189783 2 92 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1194311 1194409 1 99 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


gi 


1232078 1232156 2 80 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1238171 1238249 2 80 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1239687 1239765 2 80 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1242675 1242753 2 80 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1353183 1353261 2 80 gi 
rain PAl 5 16S ribosomal RNA, partial 

1 5 Bacteria; Proteobacteria; Alphapro 


497272 Bacteria_16S 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Enteroba 


987916 98944 


989496 99101 


6S ribosomal RNA, partial sequence 991068 99256 


1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
497272 Bacteria_16S 
ain SSM1 16S ribosomal RNA, partial se 
Deferribactera 


1079018 10804 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
497272 Bacteria_16S 


1118333 11198 


265678386 

98633 
cteriales; 
265678385 


Enterobac 
265678384 


Enterobac 
265678383 


Enterobac 
265678375 
10033 
Enterobac 
265678361 


biaceae; R 
265678338 
quence 

les; Defer 
265678323 


Acetobacte 
265678314 
quence 
eria; Rhod 
265678312 
1 sequence 
ia; Rhodos 


228716249 


cteriales; 
253680756 
ence 11501 
rillales; 

228716090 
11863 
iales; 
058 
11878 
ales; 


11893 
ales; 
228715942 
11908 
cteriales; 
228715634 
11940 
obacterale 


219878271 
quence 
cteria; Rh 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 

a; Rhizobi 
228720330 
sequence 
teobacteri 


1354775 1354865 2 92 gi 


ref|NR_028688.1 
6 987865 Citro 
Enterobacteria 
ref |NR_028687.1 


teri 
ref 


aceae; Citr 
NR_028686.1 


teri 
ref 


aceae; Citr 
NR_028685.1 


teriaceae; Citr 
ref |NR_028677.1 
52 1004810 Kluyv 
teriaceae; Kluy 
ref|NR_028663.1 


hizobium/Agrobac 
ref|NR_028640.1 

1058138 105957 
ribacteraceae; 
ref |NR_028625.1 


raceae; Acetobac 
ref|NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref|NR_028614.1 

1095628 109707 
pirillales; Acet 
ref|NR_027549.1 
Enterobacteriac 
ref |NR_028004.1 
78 1151571 Thalas 


Rhodospirillace 
ref|NR_027546.1 


erobacteriac 
NR_027545.1 


Ent 
ref 


erobacteriac 
NR_027544.1 


Ent 
ref 


Ent 
ref 


erobacteriac 
NR_027543.1 


Enterobacteriac 
ref |NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref |NR_025410.1 
1231844 123328 
izobiales; Barto 
ref |NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref|NR_027591.1 
1352934 135441 


a; Rhodospirilla 


228720264 


b 
c 


e 
Vv 


D 


a 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
° 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
° 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 
° 


bacter. 

Kluyvera ascorbata 

ra ascorbata Bacteria; 
era. 

Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Deferribacter 

3 Deferribacter 

eferribacter. 

Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


Acetobacter 
0 Acetobacter 


obacteraceae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Aminobacter 

4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Gluconacetobacter 

8 Gluconacetobacter 

les; Acetobacteraceae; 


ref|NR_027590.1 


135446 


Salinivibrio costicola 
9 1355953 Salinivibrio 


costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Salinivibrio. 


497272 Bacteria_16S 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 13709 
terales; 
219857143 
qu 
er 


Bacteria; Proteob 


497272 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


497272 Bacteria_16S 


strain SO2 16S ri 


9187 strain TA 4r 
Bacteria; Proteob 


497272 Bacteria_16S 


brockii subsp. la 


Thermoanerobacter brockii subsp. 


Thermoanaerobacte 


497272 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; G 


497272 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


497272 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


497272 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


497272 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


497272 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


497272 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


497272 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


497272 Bacteria_16S 


strain LMG 1746 1 
Proteobacteria; A 


497272 Bacteria_16S 


strain LMG 1625 1 
Proteobacteria; A 


497272 Bacteria_16S 
n KMM 255 16S ribosomal RNA, partial s 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


497272 Bacteria_16S 
n BC448 16S ribosomal RNA, partial seq 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


497272 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
497272 Bacteria_16S 


ia; Proteobacteria; Deltaproteobacteri 


1369811 1369893 1 83 


gi 
acteria; Alphaproteobacteria; Rhodobac 
1405798 1405876 2 80 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1486466 1486544 2 80 
bosomal RNA, partial sequence 


gi 


1495478 1495568 2 92 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1505867 1505965 1 99 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; Thermo 
1545411 1545501 2 92 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1569244 1569322 2 80 gi 
n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1579850 1579928 2 80 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 
1607611 1607701 2 
rain S12 16S 
cteria; Prot 


rales; 


se 
a; 


92 gi 
ribosomal RNA, partial se 
eobacteria; Gammaproteobac 


qu 
te 


1610541 1610623 1 
n EL-88 16S 
ria; Proteob 


83 gi 
ribosomal RNA, partial seq 
acteria; Alphaproteobacter 


ue 
ia 


1656071 1656149 2 80 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1666830 1666920 2 92 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671436 1671526 2 92 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1749149 1749227 2 80 gi 


s 
er 


E 


E 


lphaproteobacteria; Rhodospirillales; 
1750641 1750719 2 80 gi 


Ac 


lphaproteobacteria; Rhodospirillales; 
1753719 1753809 2 92 gi 


Ac 


eq 


ria; Proteobacteria; Gammaproteobacteria 


1788294 1788392 1 99 


gi 
ue 


ria; Actinobacteria; Actinobacteridae; A 


1814359 1814437 2 80 


gi 
an 
1893853 1893951 1 99 gi 
DSM 1741 16S ribosomal RNA, partial seq 
a; 


bi 
219846691 


da 


an 


di 


ce 
le 


228718299 


ence 
ia; 


219857235 
1486230 14876 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
497272 Bacteria_16S 


aceae; 


14952 
les; 


mal RNA, 


Ss; 


quence 
Rhizobi 


219878471 


ence 


219878469 


nce 


v 


219878437 


equence 
ia; Rhiz 


219878430 


16665 
nterobac 


219878427 
1671187 16725 


nterobac 


219878374 
6S ribosomal RNA, partial sequence 1748919 17503 


etobacte 


219878373 
6S ribosomal RNA, partial sequence 175041117518 


etobacte 


219878370 


uence 
Altero: 


’ 


219878343 


nce 
ctinomyc 


219878326 
1814099 18155 


thomonad 


219878268 


uence 
Desulfo 


497272 Bacteria_16S 


1922353 1922451 1 99 


gi 


219878246 


R 


Rhod 


R 


Aer 
219846365 
so. 
Bacteria; 
aerobact 
219857261 
1545151 15466 
omarinac 
219878173 
15690 
Phyll 
219878491 


ria; Alt 


Rhodob 


ref|NR_027572.1| Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
hodobacteraceae; Oceanicola. 
ref|NR_024771.1] Acetobacter 

1405568 1406981 Acetobacter 
ospirillales; Acetobacteraceae; 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026283.1| Tolumonas auensis DSM 
67 1496682 Tolumonas auensis DSM 9187 
omonadaceae; Tolumonas. 
ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 
er. 
ref|NR_024892.1| Idiomarina zobellii 
14 Idiomarina zobellii Bacteria; 
eae; Idiomarina 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


, 


Shewanella 
2 Shewanella 
ewanellaceae; 


ref|NR_025610.1 
1607365 160881 
eromonadales; Sh 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


ref |NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref|NR_025576.1 

1655822 165727 

obiales; Brucell 

ref|NR_025569.1 

70 1668063 Escher 

teriaceae; Esche 

ref|NR_025566.1 

48 Enterobacter cowanii Bacteria; 

teriaceae; Enterobacter. 

ref|NR_025513.1| Acetobacter malorum 

60 Acetobacter malorum Bacteria; 

raceae; Acetobacter. 

ref|NR_025512.1| Acetobacter cerevisiae 

52 Acetobacter cerevisiae Bacteria; 

raceae; Acetobacter. 

ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 

monadales; Pseudoalteromonadaceae; 


Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


ref |NR_025482.1 
1788037 178951 
etales; Frankine 


ref|NR_025465.1| Fulvimonas soli strain 

95 Fulvimonas soli Bacteria; 

aceae; Fulvimonas. 

ref|NR_025407.1| Desulfomicrobium 
1893578 1895094 Desulfomicrobium 

vibrionales; Desulfomicrobiaceae; 


ref |NR_025385.1]| Ralstonia 


mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Ralstonia. 


497272 Bacteria_16S 1977049 1977147 1 99 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
497272 Bacteria_16S 1986475 1986573 1 99 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 
497272 Bacteria_16S 1988010 1988100 2 92 gi|219878203|ref|NR_025342.1| Tatumella ptyseos 
strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 1989239 Tatumella ptyseos Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatumella. 
497272 Bacteria_16S 1989558 1989648 2 92 gi|219878202|ref|NR_025341.1] Serratia 
proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Serratia. 
497272 Bacteria_16S 1991106 1991196 2 92 gi|219878201|ref|NR_025340.1| Serratia grimesii 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 
497272 Bacteria_16S 1992649 1992739 2 92 gi|219878200|ref|NR_025339.1| Serratia fonticola 
strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 
497272 Bacteria_16S 1994197 1994287 2 92 gi|219878199|ref|NR_025338.1| Serratia entomophila 
strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 
497272 Bacteria_16S 1995732 1995822 2 92 gi|219878198|ref|NR_025337.1| Rahnella aquatilis 
strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahnella. 
497272 Bacteria_16S 2000350 2000440 2 92 gi|219878195|ref|NR_025334.1| Obesumbacterium 
proteus strain 42 16S ribosomal RNA, partial sequence 2000096 2001585 Obesumbacterium proteus 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Obesumbacterium. 
497272 Bacteria_16S 2004963 2005053 2 92 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 
strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 
497272 Bacteria_16S 2006509 2006599 2 92 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 
497272 Bacteria_16S 2008053 2008143 2 92 gi|219878190|ref|NR_025329.1| Buttiauxella 
ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 
497272 Bacteria_16S 2009612 2009702 2 92 gi| 219878189 |ref|NR_025328.1| Buttiauxella brennerae 
strain $1/6-571 16S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 
497272 Bacteria_16S 2017093 2017175 2 84 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 
497272 Bacteria_16S 2027484 2027574 2 92 gi|219878177|ref|NR_025316.1| Pectobacterium 
carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 
Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
497272 Bacteria_16S 2074991 2075069 2 80 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
497272 Bacteria_16S 2084244 2084322 2 80 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


497272 Bacteria_16S 2091768 2091858 2 92 gi|219878128|ref|NR_025267.1| Shewanella baltica 
strain 63 16S ribosomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

497272 Bacteria_16S 2120687 2120777 2 92 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 


DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 
497272 Bacteria_16S 2140322 21404201 99 gi|219857641|ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

497272 Bacteria_16S 2152412 2152494 2 84 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 
497272 Bacteria_16S 2235769 2235867 1 99 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 


497272 Bacteria_ 


16S 2238794 2238884 2 92 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; 
497272 Bacteria_ 


G 


16S 2240305 2240395 2 92 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; 
497272 Bacteria_ 


strain ATCC 33638 
Proteob 


Bacteria; 
497272 Bacteria_ 


pseudotuberculosi 
pseudotuberculosis Bacteria; 


Yersinia. 
497272 Bacteria_ 


strain CCBAU 7104 
Proteob 


Bacteria; 
Rhizobium. 
497272 Bacteria_ 


G 


16S 2241816 2241906 2 92 


16S 2243327 2243417 2 92 


Proteobacteria; 


16S 2244804 2244882 2 80 


16S 2268002 2268092 2 92 


strain Pl 16S ribosomal RNA, partial sequence 


Proteobacteria; 


ruthenica strain 
Bacteria; 


D 


Proteob 
Pseudoalteromonas. 
497272 Bacteria_16S 
issachenkonii str 
issachenkonii Bacteria; 
Pseudoalteromonas. 
497272 Bacteria_16S 


2271048 2271138 2 92 


2272520 2272610 2 92 
Proteobacteria; 


2295260 2295338 2 80 


strain 91-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
497272 Bacteria_16S 


2296726 2296804 2 80 


strain IBS 193 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
497272 Bacteria_16S 


strain L2-TR 16S 
Proteobacteria; 


Bacteria; 


G 


Firmicutes; 
497272 Bacteria_16S 


2298224 2298314 2 92 
ribosomal RNA, partial sequence 


2387580 2387678 1 99 
Clostridia; 


2395156 2395234 2 80 


strain IBS 325 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
497272 Bacteria_16S 
gottschalkii stra 
gottschalkii Bacteria; 


Anaerobranca. 


497272 Bacteria_16S 


2396642 2396732 2 92 


Firmicutes; Clostridia; 


2427232 2427310 2 80 


strain GB6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
strain ATCC 33531 
Bacteria; 
Bacteria; 


strain DSM 12769 
Proteobacteria; 


G 


Proteob 
497272 Bacteria_16S 
aerophilum strain 
Proteob 
497272 Bacteria_16S 


G 


2462010 2462100 2 92 


2468203 2468281 2 80 
2505744 2505842 1 99 


2508801 2508879 2 80 


2549163 2549241 2 80 


strain C-29 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
497272 Bacteria_16S 
mediterranea strain MMB1 16S ribosomal RNA, 


mediterranea MMB- 


497272 Bacteria_16S 


2585972 2586050 2 80 


1 Bacteria; Proteobacteria; 


2599786 2599876 2 


92 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 


s strain ATCC 29833 16S ribosomal RNA, 
Gammaproteobacteria; 


2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 


eltaproteobacteria; Desulfobacterales; 
497272 Bacteria_16S 
KMM300 16S ribosomal RNA, partial sequence 22707 
acteria; Gammaproteobacteria; Alteromonadales; 


ain KMM 3549 16S ribosomal RNA, partial 
Gammaproteobacteria; Alte 


ammaproteobacteria; Alteromonadales; Idiomarinac 
497272 Bacteria_16S 
yonseiensis strain KBl1 16S ribosomal RNA, partial sequence 


Thermoanaerobacterales; 


in LBS3 16S ribosomal RNA, partial sequence 
Clostridiales; 


ammaproteobacteria; Aeromonadales; Aeromonadacea 
497272 Bacteria_16S 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 


AL3 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotrichales; 


16S ribosomal RNA, partial sequence 2505486 25069 
ammaproteobacteria; Chromatiales; Ectothiorhodos 
497272 Bacteria_16S 
johannae strain C 
johannae Bacteria; 
Gluconacetobacter. 
497272 Bacteria_16S 


FN-Cf£55 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


complete sequence 
Gammaproteobacteria; 


gi| 219857573 
2238534 22399 


gi| 219857572 
2240045 22415 


219857571 
22415 


gi 


219857570 
partial s 


gi 


219857569 
22445 


gi 


gi|219857554 
2267708 22692 


gi|219857552 
Pp 


219857551 
sequence 


gi 


gi| 219857533 
2295034 22964 


gi|219857532 
2296489 22979 


gi|219857531 
2297982 22993 


219857468 

23873 
Thermoa 
gi|219857463 
2394935 23963 


gi 


gi] 219857462 


Clo 


gi|219857439 
2427049 24283 


219857408 
24617 


gi 


219857404 
24679 
Pis 
219857373 


gi 


gi 


gi| 219857371 
Rhodospir 


gi| 219857344 
2548929 25503 


gi| 219857277 


Enterobacteriaceae; 


Enterobacteriaceae; 


Rhizobiaceae; 


Desulfobacteraceae; 


ref|NR_025161.1 
94 Yersinia 


Yersinia rohdei strain 
rohdei Bacteria; 

Yersinia. 

ref|NR_025160.1| Yersinia pestis strain 
05 Yersinia pestis Bacteria; 

Yersinia. 

ref|NR_025159.1| Yersinia kristensenii 
56 2243016 Yersinia kristensenii 
Enterobacteriaceae; Yersinia. 
ref|NR_025158.1| Yersinia 

equence 2243067 2244527 Yersinia 
Enterobacteriales; Enterobacteriaceae; 


ref|NR_025157.1| Rhizobium indigoferae 
78 2245989 Rhizobium indigoferae 
Rhizobium/Agrobacterium group; 


ref|NR_025142.1| Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 
Desulfofaba. 
ref|NR_025140.1| Pseudoalteromonas 

90 2272278 Pseudoalteromonas ruthenica 
seudoalteromonadaceae; 


Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_025121.1| Bartonella bovis 
38 Bartonella bovis Bacteria; 
Bartonella. 
ref|NR_025120.1| Bartonella capreoli 
31 Bartonella capreoli Bacteria; 
Bartonella. 
ref|NR_025119.1| Idiomarina loihiensis 
96 Idiomarina loihiensis Bacteria; 
eae; Idiomarina. 
ref|NR_025056.1| Thermoanaerobacter 
07 2388807 Thermoanaerobacter yonseiensis 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 
Bartonella. 
ref|NR_025050.1] Anaerobranca 

2396386 2397818 Anaerobranca 
stridiales Family XIV. Incertae Sedis; 


ref|NR_025027.1| Oceanimonas baumannii 
44 Oceanimonas baumannii Bacteria; 
e; Oceanimonas. 
ref|NR_024996.1| Raoultella planticola 
40 2463175 Raoultella planticola 
Enterobacteriaceae; Raoultella. 
ref|NR_024992.1| Thioalkalimicrobium 
28 2469361 Thioalkalimicrobium aerophilum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024959.1|] Gluconacetobacter 
2508571 2510017 Gluconacetobacter 
illales; Acetobacteraceae; 


ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref|NR_024908.1| Marinomonas 
2585691 2587224 Marinomonas 
Oceanospirillales; Marinomonas. 


gi|219857268 


ref|NR_024899.1| Mannheimia 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 


497272 Bacteria_16S 
strain HPA92 16S 
Proteobacteria; G 
497272 Bacteria_16S 
strain 177 16S ri 


2601340 2601430 2 92 gi| 219857267 
ribosomal RNA, partial sequence 2601060 26025 
ammaproteobacteria; Pasteurellales; Past 
2602894 2602984 2 92 gi| 219857266 
bosomal RNA, partial sequence 2602614 26041 


eurellac 


ref|NR_024898.1 


Mannheimia 
NR_024897.1 


eae; 
ref 


Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

497272 Bacteria_16S 2619988 2620078 2 92 gi|219857252|ref|NR_024883.1| Kluyvera georgiana 
strain ATCC 51603 16S ribosomal RNA, partial sequence 2619736 2621149 Kluyvera georgiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

497272 Bacteria_16S 2624528 2624606 2 80 gi| 219857248 |ref|NR_024878.1| Rhodanobacter 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Rhodanobacter. 

497272 Bacteria_16S 2635117 2635207 2 92 gi|219857234|ref|NR_024862.1| Citrobacter werkmanii 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 2634842 2636362 Citrobacter werkmanii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
497272 Bacteria_16S 2636681 2636771 2 92 gi|219857233|ref|NR_024861.1| Citrobacter farmeri 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 2636413 2637923 Citrobacter farmeri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

497272 Bacteria_16S 2647498 2647588 2 92 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 

497272 Bacteria_16S 2662388 2662466 2 80 gi|219857215|ref|NR_024843.1| Methylopila capsulata 


strain IM1 16S ribosomal RNA, partial sequence 2662145 26634 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 
497272 Bacteria_16S 2675968 2676066 1 99 gi| 219857205 |ref|NR_024833.1 
strain Pd55 16S ribosomal RNA, partial sequence 2675717 26771 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nau 
497272 Bacteria_16S 2755280 2755378 1 99 gi 
toyohensis strain ToBE 16S ribosomal RNA, partial seque 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobact 
497272 Bacteria_16S 2761307 2761385 2 80 gi 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 27624 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
497272 Bacteria_16S 2762737 2762827 2 92 gi|219857142 
strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 27639 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
497272 Bacteria_16S 2764253 2764343 2 92 gi|219857141 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 27654 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
497272 Bacteria_16S 2765769 2765859 2 92 gi| 219857140 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 27669 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
497272 Bacteria_16S 2847462 2847560 1 99 gi| 219856892 
strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 28487 


tiliaceae; 
219857149 
nce 27549 
erales; Th 
219857145 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
497272 Bacteria_16S 2904408 2904506 1 99 gi| 219856853 |ref|NR_024672.1 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 290561 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family 
Thermaerobacter. 

497272 Bacteria_16S 2930259 2930337 2 80 gi|219856836|ref|NR_024655.1 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

497272 Bacteria_16S 2946984 2947074 2 92 gi|219856825|ref|NR_024644.1 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 29481 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serra 
497272 Bacteria_16S 2948474 2948564 2 92 gi| 219856824 |ref|NR_024643.1 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
497272 Bacteria_16S 2949962 2950052 2 92 gi|219856823|ref|NR_024642.1 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
497272 Bacteria_16S 2951463 2951553 2 92 gi|219856822|ref|NR_024641.1 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
497272 Bacteria_16S 2952961 2953051 2 92 gi|219856821|ref|NR_024640.1 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
cloacae complex. 

497272 Bacteria_16S 2966533 2966623 2 92 gi| 219846946 |ref|NR_026538.1 


Lebetimonas. 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024773.1 


raceae; Kozakia 
ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref |NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref|NR_024768.1 


teri 
ref 


aceae; Edwar 
NR_024711.1 


75 Methylopila capsulata Bacteria; 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


72 Edwardsiella hoshinae Bacteria; 


dsiella. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Oceanobacter kriegii 


kriegii Bacteria; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Dickeya paradisiaca 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 
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ref|NR_025809.1 
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ref|NR_025769.1 
63 1276810 
ref|NR_025717.1 
61 1278268 
ref|NR_025683.1 
19 1279803 
ref |NR_025681.1 
10 
ref|NR_025677.1 
61 1282749 
ref|NR_025656.1 
00 1284283 
ref|NR_025644.1 
1284334 128584 
ref|NR_025643.1 
1285891 128739 
ref |NR_025642.1 
04 
ref|NR_026093.1 
55 1290402 
ref|NR_027597.1 
53 1291853 
ref|NR_027551.1 
1291904 129341 
ref|NR_027520.1 
129346 
ref |NR_027196.1 
07 1296348 
ref|NR_025122.1 
99 1297868 
ref |NR_026485.1 
1297919 129931 
ref |NR_026371.1 
63 1300872 
ref |NR_026231.1 
23 1302427 
ref|NR_026106.1 
66 
ref|NR_026051.1 
17 1305555 
ref|NR_025859.1 
12 
ref 


NR_024632.1 


NR_025810.1 


NR_027616.1 
ref|NR_027611.1 

130859 
ref|NR_027610.1 
sequence 131006 


ref |NR_027606.1 
131154 


Vibrio halioticoli strain A431 16S ribosomal RNA, partial sequence 1257400 
Deinococcus radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 
Brevibacterium mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 


Dietzia natronolimnaea strain CBS 107.95 16S ribosomal RNA, partial 
6 
Treponema lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 


Clostridium grantii Al 16S ribosomal RNA, partial sequence 1264886 1266379 
Massilia timonae strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 


Desulfuromonas chloroethenica strain TT4B 16S ribosomal RNA, partial 
5 
Desulfonema ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 


Desulfonema magnum DSM 2077 16S ribosomal RNA partial sequence 1271016 


Sejongia jeonii strain AT1047 16S ribosomal RNA, partial sequence 1272544 


Sejongia antarctica strain AT1013 16S ribosomal RNA, partial sequence 
Chromohalobacter sarecensis strain LV4 16S ribosomal RNA, partial sequence 
Thalassomonas ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 
Mesoplasma corruscae strain ELCA-2 16S ribosomal RNA, partial sequence 
Aeromicrobium marinum DSM 15272 16S ribosomal RNA, partial sequence 1279854 
Entomoplasma somnilux strain PYAN-1 16S ribosomal RNA, partial sequence 
Burkholderia hospita strain LMG 20598 16S ribosomal RNA, partial sequence 


Jeotgalicoccus psychrophilus strain YKJ-115 16S ribosomal RNA, partial 
pmo S halotolerans strain YKJ-101 16S ribosomal RNA, partial 
P ptisaraats soli strain Mi268 16S ribosomal RNA, partial sequence 1287447 
Atopobium parvulum strain VPI 0546 16S ribosomal RNA, complete sequence 
Corynebacterium urealyticum DSM 7109 16S ribosomal RNA, partial sequence 


Marinobacter hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial 
2 

Staphylococcus equorum subsp. equorum strain PA 231 16S ribosomal RNA, 
3 1294956 

Bacteroides stercoris ATCC 43183 16S ribosomal RNA, partial sequence 


Bacillus endophyticus strain 2DT 16S ribosomal RNA, partial sequence 


Brevibacterium avium strain NCIMB 703055 16S ribosomal RNA, partial 
2 
Kribbella koreensis strain LM 161 16S ribosomal RNA, complete sequence 
Caldicellulosiruptor lactoaceticus 6A 16S ribosomal RNA, partial sequence 


Eubacterium cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 


Caldicellulosiruptor owensensis OL 16S ribosomal RNA, partial sequence 


Starkeya novella DSM 506 16S ribosomal RNA, complete sequence 1305606 
Streptomyces thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S 
1307063 1308545 

Hyphomicrobium facile subsp. tolerans strain IFAM I-551 16S ribosomal RNA, 
6 1310018 

Hyphomicrobium facile subsp. ureaphilum strain IFAM CO-582 16S ribosomal 
91311491 


Xanthomonas arboricola pv. 
2 1313043 


juglandis strain LMG 747 16S ribosomal RNA, 


497272 Bacteria_ 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 
497272 Bacteria_16S 


europaeus strain 
Bacteria; 


strain GraMall 16 
Proteobacteria; 


Succinimonas. 


497272 Bacteria_16S 
strain 4-87 16S r 
G 
497272 Bacteria_16S 


Proteobacteria; 


strain ORS 992 16 


strain DSM 11603 


intermedius strai 
Bacteria; Proteob 
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kuznetsovii strai 
kuznetsovii DSM 6 


497272 Bacteria_16S 


australicum strai 
australicum Bacte 


497272 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


497272 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


497272 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


497272 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


497272 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


497272 Bacteria_16S 


hansenii strain N 
hansenii Bacteria 


Gluconacetobacter. 
497272 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


497272 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


Proteob 
497272 Bacteria_16S 
tapeticola strain 
tapeticola Bacter 
497272 Bacteria_16S 
multiseptatus str 
multiseptatus Bac 
Geodermatophilace 
497272 Bacteria_16S 


D 
497272 Bacteria_16S 
amylolytica strai 
amylolytica Bacte 


16S 2993958 2994036 2 80 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

3003246 3003324 2 80 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3007731 3007829 1 99 gi 
ccc Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3010653 30107511 99 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 
3051697 3051787 2 
S ribosomal RNA, 
eltaproteobacteria; 


e; 


92 gi 
Desulfuromonadales; 
3057851 3057941 2 92 gi 

n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


3072738 3072816 2 80 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3075718 3075796 2 80 gi 
S ribosomal RNA, partial sequence 


gi 


bi 
3105850 3105928 2 80 gi 
ob 
3117929 3118007 2 80 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3155645 3155743 1 99 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3263170 3263248 2 80 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3270714 3270804 2 92 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3272252 3272342 2 92 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3421147 3421237 2 92 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


en 
ri 


se 
cl 


al 
ia 


E 


E 


al 
ri 


3427073 3427163 2 92 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


eq 


v 


3520666 3520756 2 92 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


s 
ri 


3552903 3552981 2 80 gi 
CIB 8746 16S ribosomal RNA, partial se 


; Proteobacteria; Alphaproteobacteria; 


qu 
R 


3554434 3554512 2 80 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


i 
ri 
3569562 3569640 2 80 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 


eq 
ri 


497272 Bacteria_16S 
capsulatus strain 216 16S ribosomal RNA, complete sequence 


nc 
ri 
219846918 
tial seq 
spirulin 
219846916 
eq 


ar 
lo 


B 


219846927 
qu 
ia 


ence 


’ 


219846921 
30029 


e 
llales; 


uence 


219846887 
complete sequence 3051418 30529 
Pelobact 
219846883 
se 
ia 


quence 


v 


219846873 
3072467 30738 
alneatri 
219846871 
3075492 30769 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
497272 Bacteria_16S 


aceae; 


219846851 
16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
497272 Bacteria_16S 


ce 3117 
llales; 


219846818 


quence 


, 


3270 
nteroba 


219846739 


3271 


sequen 
a; Alte 


219846626 


uence 


219846562 


equence 
a; Desu 


219846541 


ence 
hodospi 


219846540 


sequenc 
a; Rhod 


219846529 


uence 
llales; 


3577123 3577201 2 80 gi 


219846524 
3576905 3578325 Blastobacter capsulatus 


Rhizob 


Actinomycet 


Aeromo 


acteriac 
219846843 


ostridia 
219846745 
sequenc 

Rhizob 
219846740 


nterobac 
219846630 


Alteromo 


ref|NR_026519.1 
2993732 29951 
iales; Rhizobia 


ref|NR_026513.1 
97 3004478 Gluco 
Acetobacteracea 
ref|NR_026510.1 
uence 300750 
a. 
ref|NR_026508.1 
3010413 301189 
ales; Frank 
ref|NR_026479.1 
eraceae; Malono 
ref|NR_026475.1 
3057592 305905 
nadales; Succin 
ref|NR_026465.1 
xs 
ref |NR_026463.1 
Rhizobium/Agrobac 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref|NR_026410.1 
3155325 315690 
les; Peptococcac 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


6 


4 
c 


9 


Cc 
r 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref|NR_026154.1 
3520389 352188 
1lfuromonadales; P 
ref |NR_026133.1 
3552654 355413 
rillales; Acetoba 
ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


e 
oO 


ref|NR_026121.1 
3569313 357079 
Acetobacteracea 


6 
c 


n 


e 


i 


i 


e: 


Agrobacterium 
8 Agrobacterium 
eae; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Halospirulina 
4 3008891 Halospirulina 


v 


Modestobacter 
4 Modestobacter 
neae; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
monas. 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Desulfotomaculum 

1 Desulfotomaculum 

eae; Desulfotomaculum. 
Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Pseudoalteromonas 

9 Pseudoalteromonas 
doalteromonadaceae; 


’ 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 


; Acetobacter; 


ref|NR_026116.1 


Blastobacter 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 


497272 Bacteria_16S 
aggregatus strain 


497272 Bacteria_16S 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; S 


Sinorhizobium. 
497272 Bacteria_16S 


strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


497272 Bacteria_16S 
strain USDA 1844 


497272 Bacteria_16S 


strain H152 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 


497272 Bacteria_16S 


frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 
frigidimarina Bacteria; 


497272 Bacteria_16S 
strain HK 204 16S 


497272 Bacteria_16S 
strain EN 101 16S 


497272 Bacteria_16S 


betavasculorum strain ATCC 43762 16S ribosomal RNA, partial seque 
betavasculorum Bacteria; 


Pectobacterium. 
497272 Bacteria_16S 
strain 1846 16S 


497272 Bacteria_16S 


strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 0 


497272 Bacteria_16S 


porcinus strain NM319 16S ribosomal RNA, partial sequence 


Bacteria; 
497272 Bacteria_16S 
apsheronum strain 
Bacteria; 
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3578587 3578665 2 


3603222 3603300 2 


3631765 3631855 2 


3645470 3645548 2 


3656123 3656201 2 


3659241 3659331 2 


Proteobacteria; 


3668420 3668510 2 


3669927 3670017 2 


3672943 3673033 2 
Proteobacteria; 


3674448 3674538 2 


3683547 3683625 2 


3695635 3695725 2 


3698644 3698742 1 


3761342 3761439 2 


80 


IFAM 1003 16S ribosomal RNA, partial sequence 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; 


80 


92 


80 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 


80 


92 


Gammaproteobacteria; Alteromonadales; She 


92 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


92 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


92 


Gammaproteobacteria; 


92 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


80 


92 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


99 


1105 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


99 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


497272 Bacteria_16S 


thermocisternum strain ST90 16S ribosomal RNA, partial 
thermocisternum Bacteria; 


497272 Bacteria_16S 
pelophila strain 
Bacteria; 
497272 Bacteria_16S 
aggregatus strain 


Blastococcus. 
497272 Bacteria_16S 
strain F9251 16S 


497272 Bacteria_16S 
capsulatum strain 


Novosphingobium. 
497272 Bacteria_16S 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 


497272 Bacteria_16S 


3764308 3764406 1 
Firmicutes; 


3838378 3838468 2 


3839900 3839998 1 


3893457 3893535 2 


3965574 3965652 2 


3979987 3980065 2 


4009870 4009960 2 


99 


Clostridia; 


92 


4B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


99 


B15 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


80 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


80 


GIFU 11526 16S ribosomal RNA, partial sequence 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; 


80 


92 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


497272 Bacteria_16S 
strain SW-120 16S 


497272 Bacteria_16S 


strain SW-117 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


4028019 4028109 2 


4029568 4029658 2 


92 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


92 


Clostridiales; 


gi|219846523 


gi|219846504 


gi|219846484 
3631486 36329 


gi| 219846474 


gi|219846467 
3655877 36573 


gi|219846465 


gi|219846458 
3668184 36696 


gi| 219846457 
3669690 36711 


gi|219846455 
Ent 


gi|219846454 
3674212 36756 


gi|219846448 


gi| 219846439 
36953 
Pa 
gi| 219846437 
36983 


gi|219846391 
3761076 37625 
Geobacte 
gi| 219846388 
sequence 


gi|219846336 
38381 
Pis 
gi| 219846335 
38396 
Fran 


gi| 219846299 
3893217 38946 


gi| 219846248 
Sphingo 
gi| 219846238 
gi| 219846216 
4009610 40110 


gi|219846204 
4027757 40292 


Rhizobiales; 


ref|NR_026115.1 

3578376 357978 
Bradyrhizo 
ref |NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 
ref |NR_026076.1 
Geobacte 
NR_026066.1 


ref 


ref |NR_026059.1 


ref|NR_026057.1 
3658961 366046 
ref|NR_026049.1 


teriaceae; Erwin 
ref |NR_026048.1 


teriaceae; Brenn 
ref |NR_026046.1 
nce 367270 
erobacteriales; 
ref|NR_026045.1 
teriaceae; Panto 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref |NR_026030.1 
71 3696836 Actino 


ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_025982.1 


raceae; Geobacte 
ref |NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 
ref|NR_025889.1 
Bartonella. 
NR_025838.1 
3965346 396678 
monadales; Sphin 
ref |NR_025828.1 
hizobium/Agrobac 
ref|NR_025806.1 


Idiomarina. 
NR_025794.1 


eae; 
ref 


eae; Shewanella. 


gi| 219846203 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 
Geobacteraceae; 


tis 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Shewanella 

5 Shewanella 

wanellaceae; Shewanella. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Actinobacillus 
bacillus porcinus 


steurellaceae; Actinobacillus. 


Desulfomicrobium 

omicrobium apsheronum 

aceae; Desulfomicrobium. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 
Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Thiomicrospira 
crospira pelophila 
; Thiomicrospira. 
Blastococcus 
coccus aggregatus 
tophilaceae; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


ref|NR_025793.1 


Shewanella marisflavi 


4029306 4030805 Shewanella marisflavi Bacteria; 


Shewanellac 


eae; Shewanella. 


497272 Bacteria_16S 


aliena strain KMM 3562 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 
Pseudoalteromonas. 


4052205 4052295 2 


92 


gi 


acteria; Gammaproteobacteria; Alteromonadales; 


219846185 
e 40519 
P 


497272 Bacteria_1 


strain SEBR 2582 
Proteobacteria; 


paragorgicola Bac 


Pseudoalteromonas. 
497272 Bacteria_16S 


thermobenzoicum s 


6S 4065839 4065937 1 99 


gi 


4108082 4108160 2 80 
ibosomal RNA, partial sequence 


gi 


4213472 4213562 2 92 gi 


ria; Proteobacteria; Gammaproteobacter 
4215026 4215116 2 92 gi 
ain KMM 3548 16S ribosomal RNA, partia 


teria; Proteobacteria; Gammaproteobact 


1 


4230196 42302941 99 gi 


ubsp. thermosyntrophicum strain TPO 16S 


219846175 
16S ribosomal RNA, partial sequence 4065569 40669 
Deltaproteobacteria; Desulfovibrionales; 
497272 Bacteria_16S 
strain A828 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
497272 Bacteria_16S 
translucida strain KMM 520 16S ribosomal RNA, partial s 
translucida Bacte 
Pseudoalteromonas. 
497272 Bacteria_16S 
paragorgicola str 


ne 
219846065 
eq 
ia 

219846064 


er 


219846048 


llaceae; 


uence 
; Altero 


sequence 
ia; Alte 


ribosoma 


Desulfovibrionaceae; 
219846146 
4107869 41092 


ref|NR_025775.1 
28 4053458 Pseudo 


ref|NR_025765.1 
84 Desulfovibrio 
Des 
ref|NR_025736.1 
Bartonella. 
ref|NR_025655.1 

4213214 421471 
monadales; 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


ref|NR_025638.1 
1 RNA, partial s 


Pseudoalteromonas 
alteromonas aliena 


seudoalteromonadaceae; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Pseudoalteromonas 
3 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


Proteobacteria; 


497272 Bacteria_16S 


398 16S ribosomal 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
497272 Bacteria_16S 232974 233055 2 83 gi| 265678907 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Rhodobacter. 

497272 Bacteria_16S 341212 341301 2 91 gi| 265678830 
marinus strain MH-110 16S ribosomal RNA, partial sequence 34093 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
497272 Bacteria_16S 350156 350237 2 83 gi| 265678824 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
497272 Bacteria_16S 364950 365031 2 83 gi| 265678811 
strain A3 16S ribosomal RNA, partial sequence 364736 36609 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
497272 Bacteria_16S 476810 476891 2 83 gi| 265678733 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Parac 


Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
497272 Bacteria_16S 583659 583740 2 83 gi| 265678663 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Paracoccus. 

497272 Bacteria_16S 644466 644563 2 99 gi| 265678621 


40M4T 16S ribosomal RNA, 


Gammaproteobacter 


497272 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; 


kondratievae stra 
Bacteria; Proteob 


497272 Bacteria_16S 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


497272 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain JB-A2 16S 
Proteobacteria; 


Bacteria; 


Peptococcaceae; 
497272 Bacteria_16S 
strain F2R9 16S r 


Gammaproteobacteria; 
497272 Bacteria_16S 


Gammaproteobacteria; Thiotrichales; Pis 
497272 Bacteria_16S 
thermophila strain I78 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotric 
497272 Bacteria_16S 


Desulfotomaculum. 
4234706 4234796 2 92 
ibosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Enterobacteriales; Enterobac 
173349 173446 2 99 gi| 265678947 
RNA, partial sequence 173054 174520 Vibri 


complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
708964 709061 2 99 gi 
16S ribosomal RNA, partial sequence 


847378 847459 2 
in GB 16S ribosomal 
acteria; Alphaproteobacteria; Rhodobac 


997559 997648 2 91 gi 


83 gi 


Thiotric 
gi 


acteria; Gammaproteobacteria; 
999071 999160 2 91 


Thiotric 
gi 


acteria; Gammaproteobacteria; 
1000591 1000680 2 91 
ribosomal RNA, partial sequence 


1029379 1029468 2 91 gi 


1289259 1289336 22 99 


gi 


219846045 
4234473 42358 


644174 645732 Vibri 
265678576 


Vibrionales; Vibrionaceae; 
265678481 
RNA, partial sequence 
terales; 
265678379 


hales; 
265678378 
Ch-1 16S ribosomal RNA, partial sequence 
hales; 
265678377 
1000320 10017 
ciricketts 
265678358 


hales; 
219846501 


70866 
A 


84713 
R 


99729 
Pis 


99880 
Pis 


10291 
Pis 


ref|NR_025635.1 
teri 
ref 
o fi 


aceae; Klebs 
NR_029255.1 
scheri Bacte 


ref|NR_029215.1 
232719 234184 
acterales; Rhodo 


ref |NR_029135.1 
6 342344 Hydrog 
cirickettsiaceae 
ref |NR_029129.1 
occus kocurii Ba 
Ss. 
ref|NR_029116.1 
aceae; Salipiger 
ref |NR_029038.1 
occus yeei Bacte 
Ss. 
ref|NR_028968.1 
583422 584837 
bacterales; Rhod 


ref |NR_028926.1 
o lentus Bacteri 


ref|NR_028881.1 
8 710188 Aliivi 
liivibrio. 
ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref |NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


iaceae; Thiomicr 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Vibrio fischeri strain 
ria; Proteobacteria; 


Rhodobacter 
Rhodobacter 
bacteraceae; 


Hydrogenovibrio 

enovibrio marinus 

; Hydrogenovibrio. 
Paracoccus kocurii 

cteria; Proteobacteria; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Paracoccus 
Paracoccus 
obacteraceae; 


Vibrio lentus strain 
a; Proteobacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Paracoccus 

ccus kondratievae 

Paracoccus. 
Thiomicrospira 

crospira kuenenii 

; Thiomicrospira. 
Thiomicrospira 

crospira chilensis 

; Thiomicrospira. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Thiomicrospira 
crospira thermophila 
; Thiomicrospira. 


ref |NR_026093.1 


Atopobium parvulum 


strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 


497272 Bacteria_16S 1362206 1362287 2 83 gi 
antarcticus strain 307 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 
497272 Bacteria_16S 1615047 1615128 2 83 gi 
strain CM243 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
497272 Bacteria_16S 1698866 1698963 2 99 gi 
CAIM 578 16S ribo 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


228719132 
nce 
terales; 

219878466 
1614821 16162 
au 

219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


ref|NR_027580.1 
76 1363364 Octad 
hodobacteraceae; 
ref|NR_025605.1 


13619 
R 


lobacteracea 
ref 


oO po 


e; Woodshol 
NR_025547.1 
meroyi Bact 


e 


e 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Woodsholea maritima 


41 Woodsholea maritima Bacteria; 
e 


a. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


497272 Bacteria_16S 1791408 1791505 2 99 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

497272 Bacteria_16S 2158411 2158492 2 83 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

497272 Bacteria_16S 2188817 2188914 2 99 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
497272 Bacteria_16S 2289283 2289372 10 99 
strain LRC 5382 1 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
497272 Bacteria_16S 2304234 23043111 78 gi 
strain KF46F 16S ribosomal RNA, partial sequence 


Ss 
gi 


he 
219857539 
6S ribosomal RNA, partial sequence 2288984 22904 
L 
219857526 
2303983 23054 


Shewanella. 
NR_025127.1 


wanellaceae; 


ref 


teri 
ref 


achnobac um. 


NR_025114.1 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

497272 Bacteria_16S 2336001 2336082 2 83 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

497272 Bacteria_16S 2340513 2340594 2 83 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 


strain LBB1 16S ribosomal RNA, partial sequence 


2340265 23417 


21 Rhodobaca bogoriensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

497272 Bacteria_16S 2439267 2439364 2 99 gi|219857428|ref|NR_025016.1| Methylobacter 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 2440521 Methylobacter 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylobacter. 

497272 Bacteria_16S 2630679 2630760 2 83 gi|219857238|ref|NR_024866.1| Methylarcula terricola 


strain hl 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
497272 Bacteria_16S 2644433 2644510 1 78 gi 
intermedia strain S1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
497272 Bacteria_16S 2733153 2733250 2 99 gi 
strain SM2-1 16S ribosomal RNA, partial sequence 


ho 


e 
ri 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
497272 Bacteria_16S 2734643 2734740 2 99 gi|219857164|ref|NR_024792.1 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 273583 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; She 
497272 Bacteria_16S 2736133 2736230 2 99 gi|219857163|ref|NR_024791.1 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 273732 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Sh 
Shewanella. 

497272 Bacteria_16S 2925766 2925847 2 83 gi|219856839|ref|NR_024658.1 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 

497272 Bacteria_16S 3084935 3085016 2 83 gi 
pantotrophus strain ATCC 35512 16S ribosomal RNA, parti 


train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


e 
ct 


al 


pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 

497272 Bacteria_16S 3086380 3086461 2 83 gi|219846864|ref|NR_026456.1 
denitrificans strain 381 16S ribosomal RNA, partial sequence 3086162 308755 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Paracoccus. 

497272 Bacteria_16S 3134316 3134397 2 83 gi|219846832|ref|NR_026424.1 


strain A901/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
497272 Bacteria_16S 3287449 3287538 10 99 gi 
islandicus strain Rlha3 16S ribosomal RNA, partial sequ 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; T 


ho 


en 
he 


2630432 26317 


219857228 


219857165 
2732909 27343 


219846865 


3134094 31355 


219846729 


92 Methylarcula 
aceae; Methylarc 
ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy: 
ref|NR_024793.1 


dobacter 


26441 
ales; Co 


2925520 292697 
odobacterales; R 


sequence 
eria; Rh 


ref|NR_026457.1 


sequence 3084717 308611 


dobacteraceae; Paracoccu 
ref|NR_026321.1 
91 3288591 Thermo 


fovibrio. 


ce 32871 
rmodesul 


wanellaceae; 


terricola Bacteria; 


ula. 

Hydrogenophaga 
enophaga intermedia 
drogenophaga. 
Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 

8 Shewanella 
Shewanella. 
Shewanella 

8 Shewanella 
ewanellaceae; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 


dobacteraceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 
Thermodesulfovibrio 
desulfovibrio islandicus 


497272 Bacteria_16S 3311784 3311881 2 99 gi 
strain BN6 16S ribosomal RNA, partial sequence 


219846712 
3311548 3312985 Sphingobium xenophagum Bacteria; 


ref|NR_026304.1 


Sphingobium xenophagum 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 


497272 Bacteria_16S 
strain LMG 2207 1 
Proteobacteria; 
497272 Bacteria_16S 
frateurii strain 


Gluconobacter. 
497272 Bacteria_16S 
strain ATCC 43992 
Proteobacteria; 
497272 Bacteria_16S 
strain DSM 3503 1 


3349783 3349862 1 


3418141 3418238 2 


3428552 3428649 2 


3574112 3574209 2 


80 


99 


99 


99 


gi 


6S ribosomal RNA, partial sequence 3349528 33510 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


gi 


IFO 3264 16S ribosomal RNA, partial sequence 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


gi 


6S ribosomal RNA, partial sequence 3573863 35753 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


497272 Bacteria_16S 


gelidimarina strain ACAM 456 16S ribosomal RNA, partial 


gelidimarina Bacteria; 
497272 Bacteria_16S 

strain PS-1 16S r 
Proteobacteria; 
497272 Bacteria_16S 


metallireducens strain GS-15 16S ribosomal RNA, partial 
metallireducens Bacteria; 


Geobacter. 
497272 Bacteria_16S 


3657684 3657781 2 


Proteobacteria; 
3797392 3797483 1 


3885717 3885814 2 
Proteobacteria; 


3935984 3936065 2 


99 


92 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pisciricketts 


99 


Deltaproteobacteria; 


83 


gi 


Gammaproteobacteria; 


gi 
37 


gi 


gi 


thiocyanatus strain THI 011 16S ribosomal RNA, partial 


thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
497272 Bacteria_16S 
strain DM-82 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
497272 Bacteria_16S 3970039 3970120 2 83 gi| 219846245 |ref|NR_025835.1 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodot 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
497272 Bacteria_16S 4026479 4026576 2 99 gi|219846205|ref|NR_025795.1 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 402770 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfatibacillum. 

497272 Bacteria_16S 4133947 4134028 2 83 gi|219846124|ref|NR_025714.1 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 413512 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 

497272 Bacteria_16S 4164928 4165025 2 99 gi|219846104|ref|NR_025694.1 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 416611 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales 
Desulfatibacillum. 

497272 Bacteria_16S 848724 848814 2 92 gi|265678480|ref|NR_028783.1 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; E 
Klebsiella. 

497272 Bacteria_16S 1534651 1534723 27 99 gi|219857414|ref|NR_025002.1 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

497272 Bacteria_16S 1846478 1846568 2 92 gi|219878304|ref|NR_025443.1 


3937418 3937499 2 


83 


ribosomal RNA, partial sequence 


gi 


3937190 39385 


livingstonensis strain NF22 16S ribosomal RNA, partial 


livingstonensis Bacteria; 


Shewanella. 
497272 Bacteria_16S 
strain KCTC 12005 
Proteobacteria; 
497272 Bacteria_16S 


orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 
Clostridiaceae; 


Bacteria; Firmicutes; 
497272 Bacteria_16S 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


ulcerans Bacteria; 


Proteobacteria; 


2314877 2314975 1 


22958 23049 1 


Clostridia; 
117042 117133 1 


Corynebacteriaceae; Corynebacterium. 


497272 Bacteria_16S 


proteolyticum strain CG 16S ribosomal RNA, partial sequence 18057 
Clostridiaceae; 


Bacteria; Firmicutes; 
497272 Bacteria_16S 


180873 180940 25 


Clostridia; 
187100 187167 25 


Gammaproteobacteria; Al 


99 


92 


Clostridiales; 


92 


92 


Clostridiales; 


92 


gi 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


gi 


gi 


gi 


Shewanellac 


219846684 


219846632 


219846625 
34282 


219846526 


219846466 


sequence 


219846364 
97117 37986 


219846305 
sequence 
De 


219846268 
sequence 


Rhodo 


219846267 


sequence 


219857519 
23146 
265679048 


265678984 


265678942 


Rhodospirill 


Acetobacteraceae; 


Alteromonadales; 


ref |NR_026276.1 
Paucimonas 
ref |NR_026224.1 

3417892 341936 
ales; 
ref|NR_026217.1 
eae; Shewanella. 
ref|NR_026118.1 
38 Gluconobacter 


ref|NR_026058.1 

3657404 365891 
ref|NR_025955.1 
iaceae; 
ref|NR_025895.1 


3885428 388697 
sulfuromonadales 


ref|NR_025858.1 
3935756 393713 
bacterales; 


ref|NR_025857.1 


1846218 18477 
teromonadales; 


af 
s 


ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_029356.1 

24226 Clostr 
Clostridium. 
ref|NR_029292.1 

116781 118270 
les; Corynebacte 


ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 


265678938 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


Shewanellaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Gluconobacter 
7 Gluconobacter 


Acetobacteraceae; 


Shewanella benthica 


93 3429730 Shewanella benthica Bacteria; 


Gluconobacter oxydans 
oxydans Bacteria; 


Gluconobacter. 


Shewanella 
0 Shewanella 
Shewanella. 
Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 
Cycloclasticus. 


Geobacter 
3 Geobacter 
; Geobacteraceae; 


Paracoccus 
9 Paracoccus 


Rhodobacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 


Klebsiella 
Klebsiella 


nterobacteriaceae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Comamonas koreensis 
nas koreensis Bacteria; 


Clostridium 
idium orbiscindens 


Corynebacterium 
Corynebacterium 
rineae; 


Clostridium 
idium proteolyticum 


ref|NR_029246.1 
186799 188298 


Clostridium 
Clostridium 


497272 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; 


equigenitalis Bac 


497272 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; 


497272 Bacteria_16S 


polysaccharolytic 


Thermoanaerobacterium polysaccharolyticum Bacteria; 
Thermoanaerobacte 
497272 Bacteria_16S 


strain B7-43 16S 
Proteobacteria; 


strain AIP 354.02 
Firmicutes; Clost 


497272 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


497272 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


497272 Bacteria_16S 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


497272 Bacteria_16S 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


497272 Bacteria_16S 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
497272 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


jalaludinii strai 
Bacteria; Firmicu 


497272 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


497272 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


497272 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


497272 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


497272 Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hydro 


strain 2 16S ribo 
Proteobacteria; B 


497272 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


497272 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


497272 Bacteria_16S 


G 
497272 Bacteria_16S 
equigenitalis str 


B 


D 


190123 190202 1 80 
bosomal RNA, partial sequence 


gi 


205515 205594 1 80 gi 
teria; Proteobacteria; 
266454 266533 1 80 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
269481 269548 25 92 gi 
um strain KMTHCJT 16S ribosomal RNA, p 


gi 


rales; Thermoanaerobacterales Family I 
361991 362082 1 92 gi 
ribosomal RNA, partial sequence 


393870 393953 9 92 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
427857 427948 1 92 gi 
in YIM70093 16S ribosomal RNA, partial 


e; Corynebacterium. 


487654 487729 5 80 gi 


509189 509280 1 92 gi 


e; Corynebacterium. 
573162 573253 1 92 gi 
m strain Medalle X 16S ribosomal RNA, 


e; Corynebacterium. 


668482 668573 1 92 gi 


Arcanobacterium. 


757070 757149 1 80 gi 


764675 764766 1 

n M9 16S ribosomal RNA, 
tes; Clostridia; Clostridiales; Veillo 
787719 787798 1 80 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
822895 822974 1 80 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
854680 854771 1 92 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

873068 873147 1 80 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
943556 943635 1 80 gi 


92 gi 


gi 


etaproteobacteria; Burkholderiales; Co: 
1064517 1064592 5 80 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1109554 1109621 25 92 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 

Collinsella. 

1133716 1133807 1 


’ 


92 gi 


189853 19130 
ammaproteobacteria; Methylococcales; M 


ain N480/82 16S ribosomal RNA, partial 
Betaproteobacte 


266185 26767 


361 
eltaproteobacteria; Desulfovibrionales 
497272 Bacteria_16S 


eria; Actinobacteria; Actinobacteridae 


n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
497272 Bacteria_16S 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


m Bacteria; Actinobacteria; Actinobact 


complete seque 


787469 78896 


872811 87416 


265678936 


ethylococc 
265678926 
sequence 
ria; Burkh 
265678882 


alobactera 
265678880 
artial seq 


II. Incert 
265678813 
716 36321 
; Desulfov 
265678792 

39362 
Oribacter 
265678769 
sequence 
Actinomy 


, 


265678726 
ce 48737 
irillales; 
265678712 
quence 

inomycetal 


265678670 
partial se 
eridae; Ac 


265678603 
al sequenc 
e; Actinom 


265678541 
quence 

a; Burkhol 
265678536 
nce 76438 
nellaceae; 
265678520 


ciricketts 
265678497 
sequence 
a; Burkhol 
265678475 
equence 

dae; Actin 


265678463 


rkholderia 
265678416 


mamonadace 
265678334 
sequence 
ria; Ocean 
265678302 
sequence 
Coriobacte 


ref |NR_029244.1 
aceae; Methylomi 
ref |NR_029234.1 

205252 206750 
olderiales; Alca 
ref |NR_029188.1 


ceae; Oxalobacte 


ref 


uenc 


, 


e 26918 


NR_029186.1 


3 


Firmicutes; 


ae Sedis; Thermo 
ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; Des 
ref |NR_029097.1 
6 394999 Oribac 
ium. 
ref |NR_029074.1 

427586 429077 
cetales; Coryneb 


ref |NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref|NR_029017.1 

508981 510331 
es; Corynebacter 


ref 
quen 
tino 


NR_028975.1 
ce 572888 
mycetales; C 


ref|NR_028908.1 
e 668320 669706 
ycetales; Actino 


ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref|NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 


ref |NR_028766.1 


; Cupriavidu 
NR_028718.1 
phaga flava 
ae; Hydrogenopha 
ref |NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref |NR_028604.1 

1109258 111072 
riales; Coriobac 


ceae 
ref 
geno 


253680767 


sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 


sphenisci Bacteri 
Corynebacteriacea 


a; 


e; Corynebacterium. 


Clostridia; 


crobium. 
Taylorella 
Taylorella 


Gis 
270620 
anaerobacterium. 


putealis Bacteria; 
ulfovibrio. 
Oribacterium sinus 


Corynebacterium 
Corynebacterium 
acterineae; 


Marinomonas 
monas ushuaiensis 


Corynebacterium 
Corynebacterium 
ineae; 


Corynebacterium 
orynebacterineae; 


Arcanobacterium 
Arcanobacterium 
mycineae; 


Cupriavidus 
Cupriavidus 


Mitsuokella 
kella jalaludinii 


haga. 
Cupriavidus 
Cupriavidus 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Ss. 


Bacteria; 

ga. 
Marinomonas 

0 Marinomonas 

rinomonas. 
Collinsella 

0 Collinsella 

terineae; 


ref |NR_028015.1 
1133500 113488 


Corynebacterium 
1 Corynebacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Methylomicrobium album 
6 Methylomicrobium album Bacteria; 


ligenaceae; Taylorella. 
Oxalobacter formigenes 
2 Oxalobacter formigenes Bacteria; 


Thermoanaerobacterium 


Desulfovibrio putealis 


terium sinus Bacteria; 


574399 Corynebacterium 


lderiaceae; Cupriavidus. 


Methylophaga alcalica 
alcalica Bacteria; 


lderiaceae; Cupriavidus. 


Cupriavidus necator 
6 Cupriavidus necator Bacteria; 


Hydrogenophaga flava 


497272 Bacteria_16S 
DSM 20544 16S rib 


1164013 1164104 1 
osomal RNA, partial sequence 


92 


gi 


1163739 11652 


228720667 


ref 
49 Mitsuokella multacida DSM 20544 


NR_027596.1 


Mitsuokella multacida 


Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

497272 Bacteria_16S 1170102 1170193 1 92 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 

497272 Bacteria_16S 1182260 1182327 25 92 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
497272 Bacteria_16S 1192730 1192809 1 80 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

497272 Bacteria_16S 1203456 1203523 25 92 gi|228715356|ref|NR_027528.1]| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 


13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

497272 Bacteria_16S 1290706 1290797 1 92 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

497272 Bacteria_16S 1305831 1305910 1 80 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

497272 Bacteria_16S 1337911 1337990 1 80 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 

497272 Bacteria_16S 1368262 1368353 1 92 gi|228718692|ref|NR_027575.1| Desulfovibrio 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
497272 Bacteria_16S 1381842 1381932 2 92 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

497272 Bacteria_16S 1390785 1390864 1 80 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
497272 Bacteria_16S 1407260 1407357 2 99 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

497272 Bacteria_16S 1450160 1450251 1 92 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

497272 Bacteria_16S 1456203 1456282 1 80 gi|224581416|ref|NR_027197.1| Achromobacter 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 


Bacteria; Proteob 
497272 Bacteria_16S 
bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 
497272 Bacteria_16S 
piechaudii strain 
piechaudii Bacter 
497272 Bacteria_16S 
strain KMM 227 16 
Proteobacteria; G 
497272 Bacteria_16S 
strain B8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
497272 Bacteria_16S 1549895 1549974 1 80 
strain B6 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
497272 Bacteria_16S 1551363 1551442 1 80 
citratiphilum str 
Bacteria; Proteob 
497272 Bacteria_16S 
strain 525 16S ri 
Proteobacteria; E 
497272 Bacteria_16S 


1457579 1457670 1 92 


1471278 1471357 1 80 


1546932 1547015 9 92 
S ribosomal RNA, partial sequence 


1548429 1548508 1 80 


1768817 1768908 1 92 
bosomal RNA, partial sequence 


1770333 1770424 1 92 


ammaproteobacteria; Alteromonadales; 


acteria; Betaproteobacteria; Burkholde 


LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 


ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


psilonproteobacteria; Nautiliales; Nau 


riales; Alcaligenaceae; Achromobacter. 
gi|224581414|ref|NR_027195.1| Arcanobacterium 

al sequence 1457334 1458715 Arcanobacterium 

Actinomycetales; Actinomycineae; Actinomycetaceae; 
gi|224581405|ref|NR_027186.1| Achromobacter 

uence 1471041 1472361 Achromobacter 

; Burkholderiales; Alcaligenaceae; Achromobacter. 
gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
1546665 1548129 Idiomarina abyssalis Bacteria; 

Idiomarinaceae; Idiomarina. 
gi|219857245|ref|NR_024875.1| Aquabacterium commune 
1548180 1549595 Aquabacterium commune Bacteria; 
Aquabacterium. 
gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
1549646 1551061 Aquabacterium parvum Bacteria; 
Aquabacterium. 
gi|219857243|ref|NR_024871.1| Aquabacterium 

ence 1551112 1552529 Aquabacterium citratiphilum 

riales; Aquabacterium. 
gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
1768558 1770021 Nautilia lithotrophica Bacteria; 

tiliaceae; Nautilia. 
gi|219878357|ref|NR_025496.1| Corynebacterium 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 


1770072 1771486 Corynebacterium 


felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 
497272 Bacteria_16S 1848026 1848117 1 


hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Arcanobacterium. 
497272 Bacteria_16S 1858473 1858564 1 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 


497272 Bacteria_16S 1878311 1878390 1 80 gi| 219878282 |ref|NR_025421.1 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1 

thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 

497272 Bacteria_16S 1896982 1897061 1 80 gi| 219878265 |ref|NR_025404.1 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
497272 Bacteria_16S 1898524 1898603 1 80 gi|219878264|ref|NR_025403.1 


strain LMG 1945, 


92 


92 


gi 


gi 


R8846 16S ribosomal RNA, partial sequence 


219878303|ref 
sequence ak 


219878295 |ref 
sequence 1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


497272 Bacteria_16S 1904269 1904360 1 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 


497272 Bacteria_16S 1936048 1936127 1 


92 


80 


gi 


gi 


219878260|ref 


219878237 |ref 


nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1 


nitrativorans Bacteria; 
497272 Bacteria_16S 


Proteobacteria; 
1946772 1946851 1 


strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 


Betaproteobacteria; 


80 


gi 


219878230|ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


497272 Bacteria_16S 1965022 1965101 1 


80 


gi 


219878218|ref 


subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence L 


subsp. parafaecalis Bacteria; 
Alcaligenes. 


497272 Bacteria_16S 1980164 1980255 1 


haemolyticum strain CIP 103370 16S ribosomal RNA, partial 


haemolyticum DSM 
Actinomycetaceae; Arcanobacterium. 
497272 Bacteria_16S 2036539 2036630 1 


simulans strain UCL553 16S ribosomal RNA, partial sequence 


Proteobacteria; 


92 


92 


Betaproteobacteria; 


gi 


20595 Bacteria; Actinobacteria; Actinobacteridae; 


gi 


219878208 | ref 
sequence 1 


219878170|ref 
2036284 2 


Actinomycetal 


Actinomycetales; 


Chromatiaceae; 


Burkholderiales; 


NR_025442.1 


NR_025434.1 


Brackiella. 
NR_025399.1 


NR_025376.1 
NR_025369.1 
Bordetella. 


NR_025357.1 
964797 196621 


NR_025347.1 
979903 198138 


NR_025309.1 


Arcanobacterium 


847763 1849248 Arcanobacterium 
es; Actinomycineae; 


Corynebacterium 


858220 1859701 Corynebacterium 
Corynebacterineae; 


Limnobacter 


878060 1879547 Limnobacter 
Burkholderiaceae; 


Limnobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 


1898281 1899753 Brackiella oedipodis Bacteria; 


Thioalkalicoccus 


1904081 1905405 Thioalkalicoccus limnaeus 
Thioalkalicoccus. 


Comamonas 


935800 1937297 Comamonas 
Comamonadaceae; 


Comamonas. 
Bordetella petrii 


20 Bordetella petrii Bacteria; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 


Burkholderiales; Alcaligenaceae; 


Arcanobacterium 
5 Arcanobacterium 


Actinomycetales; Actinomycineae; 


Corynebacterium 


037751 Corynebacterium simulans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
497272 Bacteria_16S 
defragrans strain 
Bacteria; 
497272 Bacteria_16S 


2073479 2073558 1 


2078067 2078158 1 


80 


92 


gi 


gi 


granulosum strain DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 
497272 Bacteria_16S 2085768 2085851 1 


84 


strain T9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


497272 Bacteria_16S 2093318 2093397 1 


80 


gi 
20 


gi 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial 


hydrothermalis Bacteria; 
Thermomonas. 
497272 Bacteria_16S 


Proteobacteria; 


2108568 2108635 25 


Gammaproteobacteria; 


92 


strain P-1 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
497272 Bacteria_16S 
strain AU2944 16S 


Clostridiales; 
2122209 2122288 1 


497272 Bacteria_16S 2223494 2223593 1 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermo 
Thermodesulfobacteriales; 


15286 Bacteria; Thermodesulfobacteria; 
Thermodesulfatator. 


497272 Bacteria_16S 2263327 22634101 


venustensis strain ISO4 16S ribosomal RNA, partial sequence 2263050 2264581 Alcani 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Bacteria; 
497272 Bacteria_16S 
strain DSM 11853 


2274078 2274157 1 


497272 Bacteria_16S 2275612 2275691 1 


campinensis strain WS2 16S ribosomal RNA, partial sequence 


80 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 


100 


84 


80 


80 


gi 
21 


Clostridiaceae; 


gi 


2121958 21233 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidu 


gi 


219878141|ref 


54Pin 16S ribosomal RNA, partial sequence 2073226 2 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


219878137|ref 
sequence 2 


219878132|ref 


219878126|ref 
sequence 2 


219873437 
08290 21097 
Clostridium. 

219857653 |ref 


ref 


219857583 |ref 


219857557 |ref 


219857550|ref 


219857549 |ref 


Xanthomonadales; 


Thermodesulfobac 


Alcanivoracacea 


NR_025280.1 
074709 Castel 


NR_025276.1 
077807 207932 


NR_025271.1 


NR_025265.1 
093069 209454 


NR_026099.2 


NR_025242.1 


NR_025171.1 


NR_025145.1 


NR_025138.1 


Castellaniella 
laniella defragrans 


Alcaligenaceae; Castellaniella. 


Propionibacterium 
0 Propionibacterium 


Actinomycetales; Propionibacterineae; 


Alcanivorax jadensis 


85504 2087002 Alcanivorax jadensis Bacteria; 


Alcanivoracaceae; Alcanivorax. 


Thermomonas 
6 Thermomonas 


Xanthomonadaceae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 


NR_025137.1 


Cupriavidus 


2275359 2276842 Cupriavidus campinensis 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


497272 Bacteria_16S 
strain K24 16S ri 
B 
497272 Bacteria_16S 
denitrificans str 
denitrificans Bac 
497272 Bacteria_16S 


Proteobacteria; 


strain DSM 1105 1 
Proteobacteria; 


strain KMM 3299 1 
Proteobacteria; 
Actinobacteria; 


strain LMG 3413 1 
Proteobacteria; 


strain GSL-But2 1 
Proteobacteria; 


straminisolvens s 


straminisolvens B 
497272 Bacteria_16S 


thermophila strai 


thermophila Bacte 


Hydrogenimonas. 


497272 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; 


Marinobacterium. 


497272 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


497272 Bacteria_16S 


strain Nl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
497272 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


497272 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


497272 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


497272 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; 


proteoclasticus s 
proteoclasticus B 


497272 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


497272 Bacteria_16S 


B 
497272 Bacteria_16S 


G 
497272 Bacteria_16S 
ATcC 700122 16S r 
Cc 
497272 Bacteria_16S 


B 
497272 Bacteria_16S 
asinigenitalis st 
asinigenitalis Ba 
497272 Bacteria_16S 


D 
497272 Bacteria_16S 


G 
497272 Bacteria_16S 
jannaschii strain 
jannaschii Bacter 


G 
497272 Bacteria_16S 


G 
497272 Bacteria_16S 


2307332 2307411 1 80 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2352560 2352639 1 80 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2436226 2436305 1 80 gi 


gi 
ca 


ue 
ie 


etaproteobacteria; Burkholderiales; Bu 
2442323 2442413 2 92 gi 
ammaproteobacteria; Alteromonadales; She 
2519432 2519499 25 92 gi 
ibosomal RNA, partial sequence 

oriobacteridae; Coriobacteriales; 
2531519 2531598 1 80 


Coriob 


gi 
etaproteobacteria; Burkholderiales; Burk 
2575289 2575368 1 80 gi 
rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
2641314 2641405 1 92 gi 


se 
er 


eltaproteobacteria; Desulfobacterales; D 
2682102 2682169 25 92 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
2707518 2707609 1 92 gi 
n EP1-55-1% 16S ribosomal RNA, partial 


ria; Proteobacteria; Epsilonproteobact 


se 
ri 


s 
er 


2855260 2855350 2 92 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2933277 2933368 1 92 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


E 


se 
a; 
2989447 2989526 1 


80 gi 


osomal RNA, complete sequence 
ho 
3173845 3173936 1 92 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3240624 3240715 1 92 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3266189 3266268 1 80 gi 
ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3267607 3267686 1 80 gi 
osomal RNA, partial sequence 


Ss; 


Th 


la 


219857524 
2307079 23085 


219857492 
219857430 
6S ribosomal RNA, partial sequence 2436004 24374 
rk 
219857424 
6S ribosomal RNA, partial sequence 2442080 24435 


219857364 
2519150 25206 


219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
219857284 
219857230 
6S ribosomal RNA, partial sequence 2641027 26425 


219857201 


219857183 


219856887 


219856834 


219846930 
6S ribosomal RNA, partial sequence 2989207 29906 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
3096942 3097033 1 92 gi| 219846857 |ref|NR_026449.1 
MMZ 2439 16S ribosomal RNA, partial sequence 3096668 309807 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
e; Corynebacterium. 
3108790 3108873 1 84 gi|219846849|ref|NR_026441.1 


3108566 31099 


219846805 


219846760 


3240430 32418 


219846743 
3265947 32672 


219846742 
3267345 32688 


ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref |NR_025018.1 


ligenace 


nce 


a; Burkh 


; Cupriavidu 
NR_025012.1 


holderiaceae 


ref 


Shewanella 
NR_024952.1 


wanellaceae; 


ref 


Coriobacteri 
NR_024944.1 


acterineae; 


ref 
holderiaceae; Cupriavidu 
ref|NR_024915.1 

2575008 257651 
holderiales; Alc 
ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref |NR_024829.1 

2681812 268325 
Clostridiaceae; 
ref|NR_024811.1 

2707242 270866 
ylobacterales; H 


quence 
ia; Burk 


esulfoba 


quence 
diales; 


equence 
ia; Camp 


ref |NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024653.1 
quence 2933018 293448 
Alteromonadales; Altero 


28549 
nterobac 


ref|NR_026522.1 


dobacteraceae; Rhodovulu 
ref|NR_026397.1 
65 3175071 Thermo 
naerobacteracea 


ref |NR_026352.1 


31735 
Thermoa 


hium. 
ref|NR_026335.1 


ermobrac 


ione 
ref 


les; Leg llaceae; Leg 


NR_026334.1 


e: 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Shewanella japonica 


41 Shewanella japonica Bacteria; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 

Taylorella 

2 Taylorella 

aligenaceae; Taylorella. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Clostridium 

8 Clostridium 

Clostridium. 
Hydrogenimonas 

3 Hydrogenimonas 

ydrogenimonaceae; 


Pseudomonas flectens 
monas flectens Bacteria; 


Marinobacterium 
0 Marinobacterium 


monadaceae; 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Corynebacterium 
1 Corynebacterium 
rineae; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Thermobrachium celere 


v 


33 Thermobrachium celere Bacteria; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Corynebacterium 
5 Corynebacterium 
terineae; 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3365294 3365385 1 92 gi|219846673|ref|NR_026265.1 
train DSM 12679 16S ribosomal RNA, partial sequence 336503 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

3431429 34315201 92 gi|219846623|ref|NR_026215.1 
CIP 103452 16S ribosomal RNA, partial sequence 3431175 343257 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
e; Corynebacterium. 

3432878 3432969 1 92 gi|219846621|ref|NR_026213.1 


Corynebacterium 


xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


497272 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; 


glomerans strain 


glomerans PW2 Bac 
Coriobacteriaceae 
497272 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
497272 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; 


hydrogenophilus s 


hydrogenophilus B 


Geobacter. 


497272 Bacteria_16S 


hominis strain 65 
Bacteria; 


cellulolyticus st 
cellulolyticus Ba 


497272 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


497272 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


497272 Bacteria_16S 


strain MB-G2 16S 
strain SGT-39 16S 
Proteobacteria; 


pratensis strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; B 


497272 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


497272 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


497272 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


497272 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 


497272 Bacteria_16S 


strain B 5329 16S 
Actinobacteria; A 


497272 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


497272 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


497272 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


Clost 
497272 Bacteria_16S 


Clost 
497272 Bacteria_16S 


B 
497272 Bacteria_16S 


Proteob 
497272 Bacteria_16S 


G 
497272 Bacteria_16S 


3446178 3446269 1 92 gi 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3571110 3571201 1 92 gi 
ribosomal RNA, partial sequence 
Bifidobacteriales; 
3589369 3589448 1 80 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Id 
3771733 3771830 2 99 gi 
train H2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Deltaproteoba 


Ca 


Turi 


gi 
eo 


qu 
ct 


3827933 3828011 2 80 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3852010 3852077 25 92 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3879481 3879572 1 92 gi 
S ribosomal RNA, 
ridia; Clostridiales; Clostridiaceae; 
3881052 3881143 1 92 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
r. 


ct 
qu 
id 


Ca 


qu 
na 


3955065 3955148 1 84 
ribosomal RNA, partial sequence 


gi 


ho 
4068827 4068906 5 84 

ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
4084105 4084184 1 80 gi 
F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 
4175591 4175670 1 80 gi 


gi 
ie 


e 
il 


etaproteobacteria; Burkholderiales; Alca 
4177076 4177155 1 80 gi 
LMG 6003 16S ribosomal RNA, partial se 


a; Proteobacteria; Betaproteobacteria; 


qu 
B 


219846612 
6S ribosomal RNA, partial sequence 3445905 34473 


3551089 35526 


219846528 
3570843 35723 


219846516 
3589120 35906 


219846383 


219846344 


219846327 


219846309 
complete sequence 3879197 38807 


219846308 


219846255 
3954838 39562 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
497272 Bacteria_16S 219846173 


4068567 40700 
219846163 
219846096 
6S ribosomal RNA, partial sequence 4175338 41767 


219846095 


ref|NR_026204.1 


loramator. 


ref |NR_026120.1 


cella. 


ref|NR_026108.1 
nella. 
ref|NR_025974.1 

3771473 377289 
sulfuromonadales 


ence 
eria; De 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref|NR_025899.1 


38276 
eriales; 


ence 


iales; R 


loramator. 
ref|NR_025898.1 
3880766 388228 


rales; Thermoana 


ence 
erobacte 


ref|NR_025845.1 


dobacteracea 


ref 


e; Rhodovulu 
NR_025763.1 
llaceae; Aquicella. 
ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 


40838 
ales; Me 
ligenace 


ence 
urkholde 


4193918 4193997 1 80 gi 


etaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
33720 33794 25 99 gi|265679041|ref|NR_029349.1 
98 16S ribosomal RNA, partial sequence 33436 34786 Atopob 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
41067 41157 2 92 gi|265679036|ref|NR_029344.1 
65 16S ribosomal RNA, partial sequence 40774 42243 Vibrio 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
48622 48720 1 99 gi| 265679031 |ref|NR_029339.1 
ribosomal RNA, partial sequence 48372 49856 Actinobaculum 
ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
50170 50268 1 99 gi|265679030|ref|NR_029338.1 
All 16S ribosomal RNA, complete sequence 49907 51436 Desulf 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
109228 109326 1 99 gi| 265678989 |ref|NR_029297.1 
RNA, partial sequence 108968 110448 Kocuria varians Bacte 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
112323 112413 2 92 gi| 265678987 |ref|NR_029295.1 


ribosomal RNA, partial sequence 


eltaproteobacteria; Syntrophobacterales; 


497272 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


113921 114011 2 92 gi 
ibosomal RNA, partial sequence 


eltaproteobacteria; Syntrophobacterales; 


219846079 
6S ribosomal RNA, partial sequence 4193672 41950 


112043 11359 


265678986 
113641 115189 Syntrophus buswellii Bacteria; 


ref |NR_025669.1 


Syntrophaceae; Syntroph 


Clostridium viride 


86 Clostridium viride Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
3496485 3496552 25 92 gi|219846578|ref|NR_026170.1| Coriobacterium 
DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
teria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
; Coriobacterium. 
3551371 3551462 1 92 gi|219846542|ref|NR_026134.1| Caloramator indicus 


03 Caloramator indicus Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Geobacter 
0 Geobacter 
Geobacteraceae; 


’ 


Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 
Acetivibrio 

5 Acetivibrio 

Acetivibrio. 

Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Achromobacter spanius 
spanius Bacteria; 

ae 

Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Vibrio pectenicida 
pectenicida Bacteria; 


Actinobaculum schaalii 
schaalii Bacteria; 

ae; Actinobaculum. 
Desulfovibrio 

ovibrio alaskensis 
aceae; Desulfovibrio. 
Kocuria varians strain 
ria; Actinobacteria; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


uS. 


ref|NR_029294.1 


Syntrophaceae; Syntroph 


Syntrophus buswellii 


uS. 


gi 


partial 


gi 


sequence 


gi 


gi 


partial 


gi 


228718892 
228716557 
228715851 
13177 
228715349 


228715347 


RNA, partial 


gi 


partial 


gi 


ribosomal RNA, partial sequence 


gi 


partial sequence 


gi 


gi 


partial sequence 


gi 


228715346 


228715345 
219878140 
219846136 
13269 
219846129 


219846090 


sequence 


gi 


RNA, complete sequence 13300 


gi 


sequence 


gi 


sequence 


gi 


219846082 


228721494 
13315 
228721490 
13331 
228721489 
13361 
228721486 
13362 
228721484 
13376 
228721340 


228721140 


228721107 
13437 
228721038 
13438 
228720938 
13453 
228720860 


sequence 


gi 


228720600 
13499 
228720546 
13514 
228720499 
13528 
228720330 


sequence 


gi 


228720264 


RNA, partial 


gi 


gi 


228720131 
13560 
228720055 


sequence 


228720024 
13589 
228719712 
13604 
228719132 
13619 
228719063 
13634 
228719040 
13648 
228718799 
13663 


sequence 


sequence 


sequence 


ref|NR_027577.1 


ref|NR_027552.1 


1314657 131617 


ref 
07 
ref 


NR_027540.1 
NR_027521.1 


ref|NR_027519.1 


sequence 131930 


ref|NR_027518.1 


ref|NR_027517.1 


ref|NR_025279.1 


ref 
44 
ref 


NR_025726.1 
NR_025719.1 


ref|NR_025680.1 


1328439 132996 


ref|NR_025672.1 
ref|NR_027617.1 
86 1333097 
ref|NR_027613.1 
48 1334632 
ref|NR_027612.1 
55 
ref|NR_027609.1 
06 1337587 
ref|NR_027607.1 
38 1339130 
ref|NR_027605.1 


ref |NR_027603.1 


1340674 134220 


ref 
99 

ref|NR_027601.1 
50 1345331 
ref|NR_027599.1 
82 1346861 
ref|NR_027598.1 


NR_027602.1 


1346912 134839 


ref 
42 
ref 
64 
ref 
83 
ref 


NR_027595.1 
NR_027594.1 
NR_027593.1 
NR_027591.1 


ref|NR_027590.1 


sequence 135446 


ref|NR_027589.1 
04 1357489 
ref|NR_027588.1 


1357540 135887 


ref|NR_027587.1 
23 1360410 
ref|NR_027584.1 
61 1361925 
ref|NR_027580.1 
76 1363364 
ref|NR_027579.1 
15 1364816 
ref|NR_027578.1 
67 1366328 


ref|NR_027576.1 
79 1367926 


131309 


131775 


132084 


132394 


132699 


al 


1339181 134062 


1352934 135441 


Thermoanaerobacter brockii subsp. brockii strain HTD4 
4 1314606 
Bacillus subtilis subsp. 


16S ribosomal RNA, 


subtilis strain DSM 10 16S ribosomal RNA, partial 
3 
Tropheryma whipplei str. Twist 16S ribosomal RNA, partial sequence 1316224 


Staphylococcus schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, 
8 1319249 

Staphylococcus capitis subsp. urealyticus strain MAW 8436 16S ribosomal 
0 1320791 

Staphylococcus carnosus subsp. 
2 1322334 

Streptococcus dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S 
1322385 1323890 

Caldicellulosiruptor kristjanssonii 177R1B strain 16S ribosomal RNA, 
11325448 

Nocardia alba strain YIM 30243 16S ribosomal RNA, partial sequence 1325499 


carnosus strain 361 16S ribosomal RNA, 


Lactobacillus sakei subsp. carnosus strain CCUG 34545 16S ribosomal RNA, 
5 1328388 

Dialister invisus DSM 15470 strain E7.25 16S ribosomal RNA, partial 
2 

Bifidobacterium thermacidophilum subsp. porcinum strain P3-14 16S ribosomal 
3 1331535 

Thermosipho melanesiensis strain BI429 16S ribosomal RNA, partial sequence 


Beutenbergia cavernae strain HKI 0122 16S ribosomal RNA, partial sequence 
Petrotoga mobilis strain SJ95 16S ribosomal RNA, partial sequence 1334683 
Phaeobacter gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 
Cupriavidus metallidurans strain CH34 16S ribosomal RNA, partial sequence 
Magnetospirillum gryphiswaldense strain MSR-1 16S ribosomal RNA, partial 
en er ee hafniense strain DCB-2 16S ribosomal RNA, partial 


3 
1342254 


Ferrimonas balearica DSM 9799 16S ribosomal RNA, partial sequence 
Geodermatophilus obscurus DSM 43160 16S ribosomal RNA, partial sequence 
Brachybacterium faecium strain DSM 4810 16S ribosomal RNA, partial sequence 
Syntrophobacter fumaroxidans strain MPOB 16S ribosomal RNA, partial 
(Sanath anaes keddieii DSM 10542 16S ribosomal RNA, partial sequence 1348448 
Gordonia bronchialis DSM 43247 16S ribosomal RNA, partial sequence 1349993 
Roseobacter litoralis Och 149 16S ribosomal RNA, partial sequence 1351515 
Gluconacetobacter diazotrophicus strain PAl 5 16S ribosomal RNA, partial 
as costicola subsp. costicola strain ATCC 33508 16S ribosomal 
9 1355953 
Clostridium cellulovorans strain 743B 16S ribosomal RNA, partial sequence 
Fusobacterium gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial 
atieeisiaeces thailandensis strain E264 16S ribosomal RNA, partial sequence 
Acidimicrobium ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 
Octadecabacter antarcticus strain 307 16S ribosomal RNA, partial sequence 


Ruminococcus lactaris strain ATCC 29176 16S ribosomal RNA, partial sequence 


Nitrobacter hamburgensis strain X14 16S ribosomal RNA, partial sequence 


Chlamydophila pecorum strain E58 16S ribosomal RNA, complete sequence 


497272 Bacteria_16S 133815 133913 1 99 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
497272 Bacteria_16S 159643 159741 1 99 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 
497272 Bacteria_16S 167331 167421 2 92 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


497272 Bacteria_16S 168855 168945 2 92 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

497272 Bacteria_16S 170331 170421 2 92 gi|265678949|ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

497272 Bacteria_16S 171841 171931 2 92 gi| 265678948 |ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

497272 Bacteria_16S 174857 174947 2 92 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 


strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


497272 Bacteria_16S 176343 176433 2 92 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

497272 Bacteria_16S 177851 177941 2 92 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

497272 Bacteria_16S 191633 191731 1 99 gi| 265678935 |ref|NR_029243.1| Methylomonas 


aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
497272 Bacteria_16S 193144 193222 2 80 gi|265678934|ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 
Methylococcaceae; Methylobacter. 
497272 Bacteria_16S 219466 219564 1 99 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 19184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
497272 Bacteria_16S 259002 259084 2 84 gi|265678889|ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 
497272 Bacteria_16S 264971 265045 25 99 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
497272 Bacteria_16S 342672 342746 25 99 gi|265678829|ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 


is} 


497272 Bacteria_16S 351589 351667 2 80 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

497272 Bacteria_16S 357416 357498 1 83 gi| 265678816 |ref|NR_029121.1| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 


hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 
497272 Bacteria_16S 358935 359033 1 99 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

497272 Bacteria_16S 360481 360579 1 99 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 
497272 Bacteria_16S 376974 377072 1 99 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
497272 Bacteria_16S 378510 378592 1 83 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

497272 Bacteria_16S 401513 401611 1 99 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 


cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; Agromyces. 


497272 Bacteria_16S 429401 429499 1 99 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

497272 Bacteria_16S 438722 438800 2 80 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

497272 Bacteria_16S 441812 441886 25 99 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

497272 Bacteria_16S 449433 449531 1 99 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

497272 Bacteria_16S 461673 461747 25 99 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
497272 Bacteria_16S 486077 486167 2 92 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

497272 Bacteria_16S 490781 490879 1 99 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
strain G-16.1 16S ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

497272 Bacteria_16S 495368 495466 1 99 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

497272 Bacteria_16S 503111 503193 1 83 gi|265678716|ref|NR_029021.1| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

497272 Bacteria_16S 510674 510772 1 99 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

497272 Bacteria_16S 542654 542744 1 91 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

497272 Bacteria_16S 571701 571783 1 83 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

497272 Bacteria_16S 582142 582232 2 92 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 


strain LF13 16S r 
Caldithrix. 
497272 Bacteria_16S 


ibosomal RNA, partial sequence 


615489 615579 2 92 
strain 289 16S ribosomal RNA, complete sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
497272 Bacteria_16S 627620 627709 2 92 gi 
strain M11 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
497272 Bacteria_16S 641357 641455 1 99 gi 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial 
lacusekhoensis Bacteria; Actinobacteria; Actinobacterid 
Micrococcaceae; Nesterenkonia. 

497272 Bacteria_16S 646057 646155 1 99 
strain CMS90 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 653405 653503 1 99 gi 
azorensis strain MV1087 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
497272 Bacteria_16S 706069 706151 10 92 gi 
strain 111-35 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
497272 Bacteria_16S 710522 710612 2 92 gi 
strain NVI 88/478 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; M 


gi 


gi 


581868 58337 


615203 61674 


627341 62884 


645783 64725 


705889 70720 


265678641 


onaceae; V 
265678633 


Enterobac 
265678623 
sequence 
ae; Actino 


265678620 


ococcineae 
265678614 
ence 65316 
idiaceae; 

265678578 


Dorea. 
265678575 
71023 
oritellace 


497272 Bacteria_16S 716717 716807 2 92 gi 
strain B43 16S ribosomal RNA, partial sequence 


myce 


Calo 


ref|NR_028946.1 


ibri 
ref 


oO. 
NR_028938.1 


teriaceae; Morga 
ref |NR_028928.1 

641107 642573 
tales; Micro 


ref |NR_028925.1 
9 Arthrobacter 
; Micrococcaceae 
ref|NR_028919.1 
3 654605 Calora 
ranaerobacte 


ref |NR_028883.1 


ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 


265678570 


1 Caldithrix abyssi Bacteria; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Arthrobacter roseus 


roseus Bacteria; 


, 


Arthrobacter. 
Caloranaerobacter 
naerobacter azorensis 
r. 

Dorea longicatena 


4 Dorea longicatena Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


ref|NR_028875.1 


Enterobacter pyrinus 


716437 717968 Enterobacter pyrinus Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


497272 Bacteria_16S 735097 735195 1 99 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
497272 Bacteria_16S 769220 769310 2 92 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
497272 Bacteria_16S 815374 815448 25 99 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 
497272 Bacteria_16S 839731 839829 1 99 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 
497272 Bacteria_16S 845858 845940 10 92 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
497272 Bacteria_16S 850179 850253 25 99 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
497272 Bacteria_16S 874466 874540 25 99 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
497272 Bacteria_16S 877392 877490 1 99 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
497272 Bacteria_16S 880399 880497 1 99 gi|265678458|ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 
497272 Bacteria_16S 886520 886618 1 99 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 
497272 Bacteria_16S 900288 900366 2 80 gi|265678444|ref|NR_028746.1| Thioalkalimicrobium 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
497272 Bacteria_16S 914160 914258 1 99 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
497272 Bacteria_16S 934328 934422 5 99 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
497272 Bacteria_16S 935852 935942 2 92 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
497272 Bacteria_16S 938947 939021 25 99 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
497272 Bacteria_16S 1083732 1083810 2 80 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 
497272 Bacteria_16S 1094438 1094516 2 80 gi|265678313|ref|NR_028615.1| Acetobacter peroxydans 
strain NBRC 13755 16S ribosomal RNA, partial sequence 1094243 1095577 Acetobacter peroxydans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 
497272 Bacteria_16S 1111053 1111143 2 92 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
497272 Bacteria_16S 1135199 1135289 2 92 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 


strain YB1 16S ri 


bosomal RNA, partial sequence 


1134932 11363 


96 Vibrio coralliilyticus Bacteria; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Psychromonas kaikoae 


kaikoae Bacteria; 


onas. 
Photobacterium indicum 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

497272 Bacteria_16S 1144381 1144479 1 99 gi|253680760|ref|NR_028008.1 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 114556 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

497272 Bacteria_16S 1151898 1151988 2 92 gi| 253680755 |ref|NR_028003.1 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychrom 
497272 Bacteria_16S 1153315 1153405 2 92 gi|253680754|ref|NR_028002.1 


strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


497272 Bacteria_16S 


ATCC BAA-548 16S 


Bacteria; Lentisp 
497272 Bacteria_16S 
2809 16S ribosomal RNA, partial sequen 
Def 


acetiphilus DSM 1 
12809 Bacteria; 


Halomonas. 


497272 Bacteria_16S 


strain Cal06 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 


strain Se-3111 16 


metallireducens s 
metallireducens B 


497272 Bacteria_16S 


strain A431 16S r 
Proteobacteria; 


sarecensis strain 
Bacteria; 


strain LM 161 16S 
owensensis OL 16S 


Bacteria; Firmicu 
Sedis; Caldicellu 


497272 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


497272 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


497272 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


strain S-3 16S ri 


Proteobacteria; Alphaproteobacteria; 
497272 Bacteria_16S 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


psychrophenolicus 
psychrophenolicus 


D 
497272 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


G 


Proteob 
497272 Bacteria_16S 


1180728 1180818 1 91 gi| 228717635 
ribosomal RNA, partial sequence 1180467 11819 
haerae; Victivallales; Victivallaceae; Victivall 

1195841 1195931 10 100 gi| 228715574 


eferribacteres; Deferribacterales; 
1210977 1211075 1 99 gi 


cteria; Proteobacteria; 


1216945 1217043 1 99 
ribosomal RNA, partial sequence 


gi 
12 


1221415 1221513 1 99 
S ribosomal RNA, partial sequence 


gi 


1244211 1244285 25 99 gi 
acteria; Firmicutes; Clostridia; 
1257644 1257734 2 92 


ibosomal RNA, partial sequence 


gi 


1275613 12757111 99 gi 


1299660 1299734 25 
ribosomal RNA, 


99 
complete sequence 


gi 


1304325 1304423 1 99 
ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1328720 1328818 1 99 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; 
1340985 1341059 25 


gi 


99 gi 


irmicutes; Clostridia; 
1375911 1376009 1 


Clostridiales; 
99 gi 


1413321 1413399 2 80 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
1420925 1421023 1 99 gi 


Micrococcaceae; Arthrobacter. 


497272 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


strain CCM 132 16 


1430234 1430324 2 92 gi 


1460573 1460671 1 99 
S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
497272 Bacteria_16S 1536134 1536232 1 99 gi| 219857378 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequenc 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Saccharothrix. 

497272 Bacteria_16S 1537696 1537794 1 99 gi| 219857377 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Saccharothrix. 

497272 Bacteria_16S 1539280 1539354 25 99 gi| 219857376 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 15389 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
497272 Bacteria_16S 1570758 1570848 2 92 gi|219878156 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequenc 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aer 
497272 Bacteria_16S 1575308 1575406 1 99 gi| 219856867 


rain Slthf2 16S ribosomal RNA, partial 
Gammaproteobac 


1221167 12226 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 
Clost 


1257400 12588 
ammaproteobacteria; Vibrionales; Vibri 
497272 Bacteria_16S 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 


1299363 13008 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
497272 Bacteria_16S 
1304017 13055 
Thermoanaerobacterale 


Clostridiales; Veillo 


DCB-2 16S ribosomal RNA, partial seque 


CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
497272 Bacteria_16S 
1413085 1 


16S ribosomal RNA, partial sequence 1429972 1 
ammaproteobacteria; Pasteurellales; Pa 
497272 Bacteria_16S 
1460297 14618 


ce 11955 
erribacter 
224581438 
sequence 
teria; Oce 


219878473 
16681 12181 
ococcineae 
219878356 


ococcineae 
219857537 
1 sequence 
ridiales; 
219856813 


onaceae; V 
219846179 
ce 12753 
irillales; 
219846779 


ionibacter 
219846460 


s; Thermoa 


219846090 

13284 
nellaceae; 
228721140 
nce 13406 
Peptococca 
228717818 
ce 13756 
olderiales 
224581449 
4145 
Sphingomon 
224581444 
1 sequence 
ridae; Act 


224581435 

4314 

steurellac 
224581412 


ref|NR_027565.1 
is. 
ref|NR_027535.1 
aceae; Denitrovi 
ref |NR_027220.1 
1210750 121215 
anospirillales; 


ref|NR_025612.1 
48 Arthrobacter 
; Micrococcacea 
ref|NR_025495.1 
; Beutenbergiace 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref |NR_024632.1 


ibrio. 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref |NR_026371.1 


inea 
ref 


e; Nocardioi 
NR_026051.1 


naerobacterales 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 

ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref |NR_027233.1 


adaceae; Sphingo 
ref |NR_027226.1 

1420664 142216 
inomycetales; Mi 
ref|NR_027217.1 


Phocoenobac 
NR_027193.1 


eae; 
ref 
; Micrococcaceae 
ref |NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref |NR_025295.1 
e 1570477 157198 
omonadales; Aero 


ref|NR_024686.1 


65 1197080 Denitr 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 

Halomonas 
8 Halomonas 
Halomonadaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 
e 


; Arthrobacter. 


Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Desulfitobacterium 

8 Desulfitobacterium 

Desulfitobacterium. 
Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Dialister invisus DSM 
ter invisus DSM 15470 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Polaromonas 

monas naphthalenivorans 
Polaromonas. 
Sphingobium cloacae 


v 


01 Sphingobium cloacae Bacteria; 


bium. 
Arthrobacter 

4 Arthrobacter 

crococcineae; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Lentzea waywayandensis 


strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 


497272 Bacteria_16S 
strain SP1402 16S 


497272 Bacteria_16S 


497272 Bacteria_16S 


1578368 1578466 1 
ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
1581360 1581438 2 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; 
1604579 1604677 1 


99 gi| 219846381 


1578118 15795 
80 219878490 
sequenc 
Rhodo 
219878474 


gi 


99 gi 


ref|NR_025972.1 


ref |NR_025629.1 


varius. 
ref|NR_025613.1 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 
Pseudomonas. 


Rhodovarius 


e 1581111 1582568 Rhodovarius 


Arthrobacter mysorens 


strain DSM 12798 


1606120 1606218 1 99 


gi 


oc 
219878472 


16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 


arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 


497272 Bacteria_16S 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 


497272 Bacteria_16S 
strain R-10289 16 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 
497272 Bacteria_16S 
CAIM 629 16S ribo 


aridum subsp. 


Actinomycetales; 


497272 Bacteria_16S 


albatum strain R 


1612021 1612103 1 83 


gi 


1654535 1654613 2 80 
S ribosomal RNA, partial sequence 


gi 


1657595 1657685 2 92 gi 


1662252 1662326 25 99 


gi 


1663792 1663866 25 99 


gi 


Pseudonocardineae; 
1665316 1665390 25 99 gi 
761-7 16S ribosomal RNA, partial sequenc 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Kibdelosporangium. 
497272 Bacteria_16S 
balhimycina strain DSM 44591 16S ribosomal RNA, partial 
balhimycina Bacte 
Pseudonocardiacea 
497272 Bacteria_16S 
auripigmenti stra 
auripigmenti Bact 
497272 Bacteria_16S 
paraoxydans strai 
Bacteria; Actinob 


Microbacterium. 


497272 Bacteria_16S 


strain R-8904 16S 


1674385 1674483 1 99 


gi 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


1692694 1692768 25 99 


gi 
eria; Firmicutes; Clostridia; Clostridia 
1697335 1697433 1 99 gi 
n CF36 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 


219878468 
sequence 


219878438 
1654275 16557 
thomonadaceae; 
219878436 
somal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
497272 Bacteria_16S 
philippinense strain A 80407 16S ribosomal RNA, partial 
philippinense Bac 


219878433 
sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardiaceae; Kibdelosporangium. 
497272 Bacteria_16S 219878432 
largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 
Kibdelosporangium aridum subsp. 


es; 


219878425 
sequence 
Actinomycetales; 


219878412 
in OREX-4 16S ribosomal RNA, partial sequence 


les; 


es; 


mysorens Bacteria; 


occineae; Micrococcaceae; Arthrobacter. 


Actinomycetales; 


Rhodobacterales; 


ibdelosporangium. 
219878431 
e 1665031 1666519 Kibdel 


Peptococcaceae; 
219878409 
ce 1697056 1698545 Microb 
Micrococcineae; Micr 


ref |NR_025611.1 


ref|NR_025607.1 
1611794 161320 


ref|NR_025577.1 


ref|NR_025575.1 


ref|NR_025572.1 
1661967 166345 


ref|NR_025571.1 


ref|NR_025570.1 


ref|NR_025564.1 
1674127 167557 
Pseudono 


ref|NR_025551.1 
1692386 169391 
Des 


ref|NR_025548.1 


Arthrobacter 


1605856 1607314 Arthrobacter 
Microco 


ccineae; Micrococcaceae; 


Loktanella 
8 Loktanella 


Rhodobacteraceae; 


Thermomonas fusca 


71 Thermomonas fusca Bacteria; 
Thermomonas. 


Vibrio fortis strain 
Proteobacteria; 


Kibdelosporangium 
6 Kibdelosporangium 


Pseudonocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; K 


Kibdelosporangium 
osporangium albatum 


Pseudonocardineae; Pseudonocardiaceae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Microbacterium 
acterium paraoxydans 
obacteriaceae; 


1711071 1711153 1 83 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 
ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 
1724828 1724926 1 99 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 


497272 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


497272 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


497272 Bacteria_16S 


strain KMM 1376 1 


Proteobacteria; G 
497272 Bacteria_16S 


strain 2825 16S r 


Proteobacteria; G 
497272 Bacteria_16S 


strain LMG 20362 
Proteobacteria; G 


497272 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; G 


etaproteobacteria; Burkholderiales; Coma 
1735388 1735486 1 99 gi 
ain R10176 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


1755277 1755375 1 99 


gi 
ammaproteobacteria; Oceanospirillales; H 
1756849 1756939 2 92 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Psy 
1776300 1776390 2 92 gi 


ammaproteobacteria; Vibrionales; Vibrion 
1792882 1792972 2 92 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrion 


497272 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


6S ribosomal RNA, partial sequence 1724592 17259 


quence 


219878369 
6S ribosomal RNA, partial sequence 1755010 17565 


aceae; 


219878340 
1792623 17941 


aceae; 


1794437 1794527 2 92 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


219878339 
1794167 1795601 Vibrio xuii Bacteria; 


Actinomycetales; 


Comamonas. 
ref|NR_025523.1 

1735130 173662 
Actino: 
ref|NR_025508.1 
Halomonas 


ref|NR_025506.1 


ref |NR_025491.1 


Vibrio. 
ref|NR_025479.1 


Vibrio. 


36 Comamonas kerstersii Bacteria; 
monadaceae; 
219878384 


Actinomyces 
2 Actinomyces 
mycineae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
alomonadaceae; 
219878367 
1756574 1758069 Psychromonas 
chromonadaceae; 
219878352 
16S ribosomal RNA, partial sequence 1776030 17774 


Psychromonas profunda 


profunda Bacteria; 
Psychromonas. 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 


ref|NR_025478.1 


Proteobacteria; 


497272 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 
497272 Bacteria_16S 


strain LMG 20536 


Proteobacteria; G 
497272 Bacteria_16S 
gandavensis strai 
gandavensis Bacte 


Arthrobacter. 


497272 Bacteria_16S 
flaccumfaciens pv. 


Actinomycetales; 


497272 Bacteria_16S 
aridum strain DSM 
Bacteria; Actinobacteria; 
Kibdelosporangium. 
497272 Bacteria_16S 


strain P 297/02 1 


Curtobacterium. 


497272 Bacteria_16S 


strain P 229/10 1 


stellipolaris Bac 
Alteromonas. 


497272 Bacteria_16S 
ATCC 43984 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


497272 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


497272 Bacteria_16S 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


497272 Bacteria_16S 


strain L1/68 16S 
Proteobacteria; G 


strain 2674 16S r 
Proteobacteria; G 


strain 2693 16S r 
Proteobacteria; G 


strain DSM 12838 
Proteobacteria; D 


strain CF-25 16S 
strain 95Al1l 16S r 
Proteobacteria; G 


strain LMG 317541 
Proteobacteria; G 


antarcticus strai 
Bacteria; Actinob 


strain SW-47 16S 
Proteobacteria; G 


1795922 1796012 2 


1797476 1797566 2 


1798985 1799083 1 


1811296 1811394 1 


Micrococcineae; 
1815931 1816005 25 


1818973 1819071 1 


1820498 1820596 1 


1822030 1822128 1 


1860004 1860094 2 


teria; Proteobacteria; 


1864629 1864727 1 


1870720 1870818 1 

ibosomal RNA, partial s 
lales; Bacillaceae; 
1900046 1900144 1 


Ornithinimicrobium. 
1926968 1927046 2 


e; 


1928538 1928636 2 


1930075 1930165 2 


1933076 1933166 1 


1957336 1957434 1 


1961936 1962026 2 


ibosomal RNA, 


2026041 2026131 2 


2065770 2065868 1 


2100924 2101014 2 


2266414 2266512 1 


iens pv. 
Microbacteriaceae; 


92 


92 


99 


99 


99 


Actinobacteridae; Actinomycetales; 


99 


99 


99 


92 


ain LMG 21861 16S ribosomal RNA, partial 


99 


99 
equence 


Geobacillus. 


99 


80 


ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
497272 Bacteria_16S 


99 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Mor 
497272 Bacteria_16S 


92 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Mor 
497272 Bacteria_16S 


91 


99 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
497272 Bacteria_16S 


92 


complete sequence 
ammaproteobacteria; Pasteurellales; Pasteurellac 
497272 Bacteria_16S 


92 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; 
497272 Bacteria_16S 


99 


n T2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 


92 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; 
497272 Bacteria_16S 


99 


strain SK-1 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


lales; Bacillaceae; 


Geobacillus. 


gi| 219878338 


gi|219878337 


gi| 219878336 


n R 5812 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi|219878328 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfac 


gi|219878325 


gi|219878323 


6S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
497272 Bacteria_16S 
herbarum strain P 
herbarum Bacteria 


gi| 219878322 


420/07 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219878321 


gi|219878294 


gi|219878291 


gi|219878287 


Actinomycetales; 


Oceanospirillales; 


ref|NR_025477.1| Vibrio brasiliensis 


16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


ref|NR_025476.1| Vibrio neptunius 


16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


ref|NR_025475.1] Arthrobacter 
1798724 1800168 Arthrobacter 
Micrococcineae; Micrococcaceae; 


Curtobacterium 
1811040 1812516 


ref|NR_025467.1 


partial sequence 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Curtobacterium. 


ref|NR_025464.1| Kibdelosporangium 


43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Pseudonocardineae; Pseudonocardiaceae; 


Plantibacter flavus 
flavus Bacteria; 
Plantibacter. 
ref|NR_025461.1| Curtobacterium 
1820242 1821724 Curtobacterium 
Micrococcineae; Microbacteriaceae; 


ref |NR_025462.1 


ref|NR_025460.1| Agreia pratensis 


6S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
497272 Bacteria_16S 
stellipolaris str 


Microbacteriaceae; Agreia. 
ref |NR_025433.1] Alteromonas 


sequence 1859752 1861233 Alteromonas 
Gammaproteobacteria; Alteromonadales; 


Alteromonadaceae; 


ref|NR_025430.1| Chromohalobacter 
1864353 1865884 Chromohalobacter 

Halomonadaceae; 

Geobacillus vulcani 


ref |NR_025426.1 


1870444 1871975 Geobacillus vulcani Bacteria; 


219878263 
sequence 


gi 


gi|219878243 
1926697 19282 


gi| 219878242 
1928261 19297 


gi| 219878241 
1929813 19313 


gi|219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
eltaproteobacteria; Desulfovibrionales; 
497272 Bacteria_16S 


gi|219878223 
1957067 19585 


gi|219878220 
1961654 19631 


219878178 
20257 


gi 


219878146 
20655 
Micr 
gi|219878121 
2100672 21021 


gi 


gi|219857555 
2266147 22676 


Actinomycetales; 


itellaceae; 


itellaceae; 


Desulfomicrobiaceae; 


ref|NR_025402.1| Ornithinimicrobium 
1899804 1901109 Ornithinimicrobium 
Micrococcineae; 


ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 
Ignatzschineria. 

ref|NR_025381.1| Moritella profunda 

62 Moritella profunda Bacteria; 
Moritella. 
ref|NR_025380.1| Moritella abyssi 
09 Moritella abyssi Bacteria; 
Moritella. 
ref|NR_025378.1| Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 
Desulfomicrobium. 
ref|NR_025362.1] Arthrobacter luteolus 
65 Arthrobacter luteolus Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_025359.1| Pasteurella skyensis 
86 Pasteurella skyensis Bacteria; 

eae; Pasteurella. 
ref|NR_025317.1| Aeromonas popoffii 
59 2027165 Aeromonas popoffii Bacteria; 
Aeromonas. 
ref|NR_025285.1| Micrococcus 

12 2067008 Micrococcus antarcticus 
ococcineae; Micrococcaceae; Micrococcus. 
ref|NR_025260.1| Alteromonas marina 

60 Alteromonas marina Bacteria; 
Alteromonas. 

ref|NR_025143.1| Geobacillus toebii 

57 Geobacillus toebii Bacteria; 


497272 Bacteria_1 
buryatense strain 
Proteob 
497272 Bacteria_1 
strain A45 16S ri 
G 
497272 Bacteria_16S 
subterraneus stra 
Firmicu 
497272 Bacteria_16S 
xinjiangensis str 


Bacteria; 


Proteobacteria; 


Bacteria; 


xinjiangensis Bac 
Nocardiopsaceae; 


497272 Bacteria_16S 
sulfidophilum str 


sulfidophilum Bac 


497272 Bacteria_16S 


NRRL B-24104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
497272 Bacteria_16S 
sulfonivorans str 


sulfonivorans Bac 


Micrococcaceae; Arthrobacter. 
497272 Bacteria_16S 
methylotrophus st 
methylotrophus Ba 
Micrococcaceae; Arthrobacter. 
497272 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain K265 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 


strain K300 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


497272 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


497272 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


497272 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


497272 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


497272 Bacteria_16S 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 


putrefaciens stra 
putrefaciens Bact 


497272 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


497272 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


497272 Bacteria_16S 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 


G 
497272 Bacteria_16S 


Aeromonas. 
497272 Bacteria_16S 


6S 2277166 2277244 2 80 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
6S 2283253 2283331 2 80 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2311867 2311965 1 99 gi 
in 34 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Geobacil 
2333045 2333143 1 99 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2339004 2339078 25 
ain BR4 16S ribosomal RNA, 
teria; Firmicutes; Clostridia; 
2342048 2342122 25 99 
ribosomal RNA, partial sequence 


e 


e; 


99 gi 
complete se 
Clostri 


gi 


2346563 2346661 1 99 gi 
ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacteridae; 
2348072 2348170 1 99 gi 
rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 


2354100 2354190 2 92 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2360248 2360346 1 99 gi 
ibosomal RNA, partial sequence 


ne 


Micr 
gi 


oc 
2361772 2361870 1 99 
ibosomal RNA, partial sequence 
Micr 

gi 


oc 
2390600 2390698 1 99 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2401169 2401267 1 99 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

2411961 2412039 2 80 gi 
ain AML-D4 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


2413527 2413605 2 80 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2430170 2430244 25 99 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2445403 2445481 2 80 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 
2456042 2456132 2 92 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


gi 
et. 


qu 
di 


na 


LE: 
ia 


2463526 2463600 25 99 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2466699 2466773 25 99 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

2501180 2501258 2 80 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; Leg 
2516368 2516466 1 99 gi 


s 
ia 


cl 


io 


oc 


et 


nc 
lu 
219857507 
sequenc 
Actinomycet 


al 


do 


ob 


H 


se 
er 


219857548 

22768 
cales; 
219857544 
2282981 22844 
hylococe 
219857521 
23115 


e 
s. 


219857502 
qu 
di 
219857500 
2341772 23432 
nocardin 
219857496 
ue 


ence 
ales; 


nce 


219857495 
qu 
ae 


ence 


v 


219857491 
23538 
acterale 
219857487 
2360002 23614 
occineae 
219857486 
2361525 23629 
occineae 
219857466 
2390343 23918 
alomonad 
219857459 
ue 
Actinomyc 


e 


nce 


219857452 
quence 
ia; Meth 


219857451 
2413261 24147 
hylococec 
219857437 


ence 
ales; 


219857422 


24 


, 


219857407 
equence 


les; 


219857405 
2466381 24678 
ostridiu 
219857381 


25 


Actinomycet 


Actino: 


dales; 
219857413 
ial sequ 
Gammap 


nellacea 
219857366 


ref|NR_025136. 


Methy 
ref |NR_025132. 
acea 


ref|NR_025109. 


ref |NR_025095. 
ales; 
ref|NR_025090. 


liob 
ref 


He 
NR_025088. 


eae; 
ref|NR_025084. 
ales; 


ref|NR_025083. 


mycetales; 


ref 


s; S 
ref 
> Mi 
ref 
> Mi 
ref 


acea 
ref 

2400924 24023 
etales; 


e; 


ref 
2411699 24132 
ylococcales; 


ref 


acea 
ref 
2429869 24313 
minococcaceae; 
ref 


e; Methylos 


Ru 


451 
Alter 
ref 

ence 
rote 


24557 
obacteria; 


ref = 
2463226 24647 
stridiaceae; Cl 
ref 


Clo 


m. 
ref 
009 
e; L 
ref 


egionella. 


80 2313074 Geoba 


e 2332775 23342 
Strep 


2338702 23402 
acteriaceae; 


2346319 23477 
Micro 


2347826 23492 
Micr 


NR_025079.1 
08 2355330 Desul 
yntrophacea 
NR_025075.1 
74 Subtercola frigoramans Bacteria; 
crobacteriac 
NR_025074.1 
91 Subtercola boreus Bacteria; 
crobacteriac 
NR_025054.1 
35 Halomonas alimentaria Bacteria; 
Halomona 
NR_025047.1 


Strepto 
NR_025040.1 
Me 


NR_025039.1 
76 Methylosarcina fibrata Bacteria; 


NR_025025.1 
NR_025010.1 
48 2446624 Alish 


omonadaceae 
NR_025001.1 


NR_024995.1 


1 


93 2278392 Methyl 
lococcaceae; 


1 


79 Methylobacter 
e; Methyloba 


Cc 


9 


1 


’ 


7 
Cc 


8 


£ 
e 


7 
s 


‘| 
is 


a 


5 
P 


e 


’ 


8 


1 
° 


NR_024993.1 
77 Clostridium fimetarium Bacteria; 


NR_024969.1 
08 2502354 Legion 


NR_024954.1 
2516115 2517560 Arthrobacter 


t 


xr 


fo} 


Ss. 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Geobacillus 
illus subterraneus 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 
Pseudonoca 


diaceae; Crossiella. 
Arthrobacter 

5 Arthrobacter 

occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Desulfomonile 

omonile limimaris 
Desulfomonile. 
Subtercola frigoramans 


, 


eae; Subtercola. 
Subtercola boreus 


eae; Subtercola. 
Halomonas alimentaria 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


rcina. 

Papillibacter 

9 Papillibacter 
apillibacter. 
Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Clostridium 

2 Clostridium 

stridium. 

Clostridium fimetarium 


Legionella waltersii 
ella waltersii Bacteria; 


Arthrobacter 


chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


497272 Bacteria_16S 


meridiei strain S10 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; Firmicutes; 
497272 Bacteria_16S 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


aminophilus Bacteria; 
Desulfovibrio. 
497272 Bacteria_16S 
strain DSM 44262 


2547681 2547755 25 


Clostridia; 
2573703 2573801 1 


Proteobacteria; 


2612182 2612280 1 


99 


99 


99 


16S ribosomal RNA, partial sequence 2611942 26134 


gi| 219857345 


Peptococcaceae; 
gi| 219857285 


gi| 219857257 


ref 


2547374 2548878 Desul 
Desulfosporosinus. 


ref 


2573428 25749 


ref 


18 Amycolatopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


497272 Bacteria_16S 
strain ATCC 39419 


Kribbella. 
497272 Bacteria_16S 
floricola strain 
Bacteria; 
497272 Bacteria_16S 


lithotrophicum strain 42BKT 16S ribosomal RNA, partial 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 


497272 Bacteria_16S 


2659513 2659587 25 


2695254 2695332 2 


2720966 2721056 2 


2747796 2747894 1 


99 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


80 


S-877 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


92 


99 


strain Al1-3 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


497272 Bacteria_16S 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; 
497272 Bacteria_16S 
sphaerica strain 


Streptosporangiaceae; 
497272 Bacteria_16S 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


Microbacteriaceae; 
497272 Bacteria_16S 
minutisporangium 


2750782 2750856 25 


Microtetraspora. 
2752276 2752350 25 


Planomonospora. 
2783934 2784032 1 


2797419 2797493 25 


99 


99 


JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


99 


99 


gi| 219857217 


gi|219857191 


219857174 
sequence 


gi 


gi|219857155 


ref 


2659238 2660707 Kribb 
Propionibacterineae; 


ref 


2695010 2696445 Sacch 
Acetobacteraceae; 


ref 


2720705 272211 


ref 


NR_024933.1 


NR_024916.1 


NR_024888.1 


NR_024845.1 


NR_024819.1 


NR_024802.1 


NR_024783.1 


Desulfosporosinus 


fosporosinus meridiei 


Desulfovibrio 


57 Desulfovibrio 
Desulfovibrionales; Desulfovibrionaceae; 


Amycolatopsis alba 
alba Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Kribbella sandramycini 


ella sandramycini 


Nocardioidaceae; 


Saccharibacter 


aribacter floricola 


Saccharibacter. 
Sulfurovum 
0 Sulfurovum 


Arthrobacter russicus 


2747544 2748884 Arthrobacter russicus Bacteria; 


gi] 219857152 


219857151 


gi 


gi] 219857127 


gi|219857118 


ref 


2750506 275194 
Streptosporangineae; 


ref 


2752000 275344 
Streptosporangineae; 


ref 


Actinomycetales; 


ref 


strain IFO 15962 16S ribosomal RNA, partial sequence 


Mi 


NR_024780.1 


NR_024779.1 


NR_024755.1 


NR_024746.1 
279714 


crococcaceae; 


Arthrobacter. 
Microtetraspora 
9 Microtetraspora 


Planomonospora 
5 Planomonospora 


Okibacterium 
8 Okibacterium 


Micrococcineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 
497272 Bacteria_16S 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
497272 Bacteria_16S 
parontospora subsp. 


Actinomycetales; 
497272 Bacteria_16S 
strain IFO 12702 


497272 Bacteria_16S 


glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micropruina. 
497272 Bacteria_16S 


2 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Actinoalloteichus. 


Pseudonocardiaceae; 
497272 Bacteria_16S 


Streptosporangineae; 


2820103 2820177 25 


2821597 2821671 25 


2826101 2826175 25 


2898315 2898389 25 


2937813 2937887 25 


2939307 2939405 1 


Cryptosporangiaceae; Cryptosporangium. 


99 


99 


gi|219856910 


gi|219856909 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 


ref 


ref 


partial sequen 


NR_024731.1 
Streptosp 


NR_024730.1 


Planobispora rosea 


70 Planobispora rosea Bacteria; 
Streptosporangineae; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


antibiotica Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 


99 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


99 


99 


99 


IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


497272 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
497272 Bacteria_16S 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; 


Thermoanaerobacter. 
497272 Bacteria_16S 


Bacteria; 


3027325 3027399 25 


Firmicutes; 
3083465 3083554 10 


Firmicutes; 


3092292 3092390 1 


99 


strain GKNTAUT 16S ribosomal RNA, 
Clostridia; 


99 


Clostridia; 


99 


strain TA68 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


gi| 219856906 


gi| 219856857 


19856831 
sequence 


gi 


gi| 219856830 


Planomonospora. 


ref 


ref 


2898036 2899473 Microp 
Propioni : 


ref 


2937540 293900 
Actinomyceta 


ref 


NR_024727.1 


hthyaceae; S 
NR_024676.1 


bacterineae 
NR_024650.1 
Pseudon 


les; 


NR_024649.1 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
Sporic 


porichthya. 
Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Actinoalloteichus 
7 Actinoalloteichus 


ocardineae; 


Lentzea albida strain 


2939058 2940528 Lentzea albida Bacteria; 


gi|219846905 


Clostridiales; 
gi| 219846866 


gi|219846860 


Pseudonocardineae; 


ref 


partial sequence 3027026 302853 


Pep 


3083185 308466 
Thermoanaerobacterale 


ref 


Actinosynne 
NR_026497.1 


tococcaceae; 
NR_026458.1 


s; Thermoana 


mataceae; Lentzea. 
Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


NR_026452.1 


Kocuria rhizophila 


3092041 3093511 Kocuria rhizophila Bacteria; 


497272 Bacteria_16S 


strain TAGA27 16S 


3093810 3093908 1 99 
ribosomal RNA, partial sequence 


gi|219846859 
3093562 30950 


ref|NR_026451.1| Kocuria palustris 
28 Kocuria palustris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

497272 Bacteria_16S 3098393 3098491 1 99 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
497272 Bacteria_16S 3116391 3116481 2 92 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 

497272 Bacteria_16S 3132834 3132932 1 99 gi|219846833|ref|NR_026425.1| Demetria terragena 


strain HK1 0089 1 


Actinobacteria; Actinoba 
497272 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


497272 Bacteria_16S 


arcachonense stra 
arcachonense Bact 
Sulfurospirillum. 


497272 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


497272 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


497272 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


497272 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


497272 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


497272 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


497272 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
497272 Bacteria_16S 


strain DSM 20167 
Actinobacteria; A 


497272 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


497272 Bacteria_16S 


crystallopoietes 
crystallopoietes 
Micrococcaceae; A 


497272 Bacteria_16S 


strain DSM 20133 
Actinobacteria; A 


497272 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


497272 Bacteria_16S 


strain 6843 DSM 1 
Actinobacteria; A 


497272 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


497272 Bacteria_16S 


6S ribosomal RNA, partial sequence 3132587 31340 
cteridae; Actinomycetales; Micrococcineae 
3154058 3154132 25 99 gi| 219846819 
SM 765 16S ribosomal RNA, partial sequence 31537 
tes; Clostridia; Clostridiales; Peptococcaceae; 

3158754 3158844 2 92 gi| 219846816 
in F1F6 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Epsilonproteobacteria; 


219846773 
ence 32206 


3220903 3221001 1 99 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholderiales; Ox 
3226937 3227027 2 92 gi| 219846769 
osomal RNA, partial sequence 3226672 32281 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
3246743 3246817 25 99 gi| 219846756 
in DSM 10349 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Pep 
3366774 3366848 25 99 gi| 219846672 
n DSM 43180 16S ribosomal RNA, partial sequence 

ria; Actinobacteria; Actinobacteridae; Actinomyc 
eae; Streptosporangium. 

3368274 3368348 25 99 gi 
DSM 44127 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Streptosporangium. 

3369770 3369844 25 99 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3371269 3371343 25 99 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


219846671 
sequence 
Actinomyce 


219846670 
uence 
inomycetal 


219846669 
nce 33709 
ales; Stre 


3400003 3400101 1 99 gi|219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
ctinobacteridae; Actinomycetales; Microc 
3410733 3410831 1 99 gi| 219846637 

16S ribosomal RNA, partial sequence 34104 
tes; Clostridia; Clostridiales; Veillonellaceae; 
3467620 3467718 1 99 gi| 219846597 
strain DSM 20117 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Acti 
rthrobacter. 
3469146 3469244 1 99 gi| 219846596 
16S ribosomal RNA, partial sequence 3468874 34703 
ctinobacteridae; Actinomycetales; Micrococcineae 
3470664 3470762 1 99 gi|219846595 
n DSM 20124 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 


3478296 3478394 1 99 gi| 219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
ctinobacteridae; Actinomycetales; Actinomycineae 
3511493 35115911 99 gi| 219846568 
SM 20427 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomyceta 


’ 


Campylo 


occineae; 


43 Demetria terragena Bacteria; 

; Dermacoccaceae; Demetria. 

ref|NR_026411.1| Desulfosporosinus 

64 3155274 Desulfosporosinus orientis 

Desulfosporosinus. 

ref|NR_026408.1| Sulfurospirillum 
3158497 3159929 Sulfurospirillum 

bacterales; Campylobacteraceae; 


v 


Janthinobacterium 
nobacterium lividum 
alobacteraceae; Janthinobacterium. 
ref|NR_026361.1| Vibrio tapetis strain 
43 Vibrio tapetis Bacteria; 
ibrio. 
ref |NR_026348.1 
3246473 324794 
tococcaceae; Des 
ref |NR_026264.1 
3366504 336795 
etales; Streptos 


ref|NR_026365.1 
51 3222119 Janthi 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 

Streptosporangium 
3 Streptosporangium 
porangineae; 


ref|NR_026263.1 
3368004 336944 
tales; Streptosp 


Streptosporangium 
8 Streptosporangium 
orangineae; 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


Streptosporangium 
8 Streptosporangium 
ngineae; 


ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


ref |NR_026237.1 
13 Arthrobacter 
3 Micrococcacea 
ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref|NR_026189.1 
ence 346735 
nomycetales; Mic 


Arthrobacter sulfureus 

sulfureus Bacteria; 

e; Arthrobacter. 
Dialister pneumosintes 

ter pneumosintes 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


v 


ref|NR_026188.1| Arthrobacter citreus 
48 Arthrobacter citreus Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026187.1] Arthrobacter 

3470399 3471862 Arthrobacter 


etales; Micrococcineae; Micrococcaceae; 


’ 


ref|NR_026182.1| Actinomyces georgiae 

43 Actinomyces georgiae Bacteria; 

; Actinomycetaceae; Actinomyces. 

ref|NR_026160.1| Microbacterium 
3511236 3512709 Microbacterium 

les; Micrococcineae; Microbacteriaceae; 


3513015 3513113 1 99 gi| 219846567 


ref|NR_026159.1| Rathayibacter rathayi 


strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 


497272 Bacteria_16S 3514539 3514637 1 99 gi|219846566|ref|NR_026158.1 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
497272 Bacteria_16S 3516061 3516159 1 99 gi| 219846565 |ref|NR_026157.1 


strain DSM 20542 


strain DSM 20528 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
497272 Bacteria_16S 3557593 3557683 2 92 gi| 219846537 |ref|NR_026129.1 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

497272 Bacteria_16S 3559073 3559163 2 92 gi|219846536|ref|NR_026128.1 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

497272 Bacteria_16S 3560588 3560678 2 92 gi|219846535|ref|NR_026127.1 
strain 717 16S ribosomal RNA, partial sequence 3560299 35617 


Proteobacteria; G 


497272 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


497272 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


497272 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


497272 Bacteria_16S 


strain NS 16S rib 
Proteobacteria; G 


497272 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


497272 Bacteria_16S 


CIP 7430 
G 


strain 
Proteobacteria; 


497272 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


497272 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


497272 Bacteria_16S 


restrictus strain 
restrictus Bacter 


497272 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


497272 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


497272 Bacteria_16S 


chlororespirans s 
chlororespirans B 


497272 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


497272 Bacteria_16S 


strain IFO 14745 
Actinobacteria; A 


497272 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


497272 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


oc 


3517583 3517681 1 99 


gi 


ammaproteobacteria; Vibrionales; Vibri 
3562109 3562199 2 92 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteob 
3563594 3563684 2 92 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3565074 3565164 2 92 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
3566580 3566670 2 92 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3590919 3590997 2 80 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


ac 


on 


on 


s 
ri 


3612213 3612303 2 92 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
3654646 3654728 2 84 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


se 
er 


3662302 3662380 2 80 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3665446 3665520 25 99 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3666915 3666993 2 80 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
3671434 3671524 2 92 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3685107 3685181 25 99 gi 
train Co23 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3740339 3740413 25 99 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


al 
te. 


qu 
le 


ct 


e 
ct 


se 
ri 


ce 
al 


3747655 3747729 25 99 


gi 
ctinobacteridae; Actinomycetales; 
3749125 3749215 2 92 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3767211 3767309 1 99 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


Stre 
gi 


pt 


on 


se 
a; 


497272 Bacteria_16S 
michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 


3768689 3768787 1 99 


gi 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


497272 Bacteria_16S 219846564 


16S ribosomal RNA, partial sequence 3517327 35187 


on 
219846534 
se 
219846532 
219846531 


3566301 35677 


219846515 


219846497 


omonadacea 
219846468 


219846463 


219846461 


219846459 


219846456 


219846447 


219846407 


219846402 
16S ribosomal RNA, partial sequence 3747408 37488 


219846401 
3748871 37503 


219846386 


219846385 


occineae 


aceae; 


quence 


35647 
aceae; V 


aceae; V 


equence 
a; Rhodo 


36119 


quence 
ia; Rhod 


sequenc 
ria; Alt 


ence 
s; Pepto 


36666 
eriales; 


36711 
eriales; 


quence 
diales; 


37400 


es; Stre 


osporang 


aceae; V 


quence 
Desulfo 


Vv 


teria; V 
219846533 
3563299 3564734 Vibri 


7 Mi 
ref 


crobacteriac 
NR_026156.1 


ibrio. 
ref|NR_026126.1 

3561815 356324 
ibrionales; Vibr 
ref|NR_026125.1 
o nereis Bacteri 


ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref|NR_026123.1 


ibrio. 
ref|NR_026107.1 
3590670 359214 
spirillales; Ace 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 

ref|NR_026060.1 
3654403 365582 
obacterales; Rho 


ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref|NR_025993.1 


inea 
ref 


e; Streptosp 
NR_025992.1 


ibrio. 

ref |NR_025977.1 
3766971 376838 

vibrionales; Des 


Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Dehalobacter 
8 Dehalobacter 
obacter. 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Desulfitobacterium 

3 Desulfitobacterium 
Desulfitobacterium. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


ref|NR_025976.1 


Clavibacter 
3768438 3769927 


228718692 
13679 
228718299 
13695 
gi|228718145 
sequence 
228717983 
13725 
228717906 
13756 
228717818 
13756 
228717562 
13771 
228717469 
13800 
228717274 
13801 
228717104 
13830 
228716944 
13831 
228716834 
13846 
228716754 
13861 
228716720 
13876 
gi|228716586 
sequence 
i | 228716336 
13905 
228716184 
13920 
228715897 
13950 
228715882 
13951 
gi|228715764 
sequence 
gi| 228715357 
13980 
228715353 
14010 
gi|228715351 
sequence 
219857444 
14026 
219857153 
14040 
219857143 
14055 
gi|219846657 
sequence 
gi|224581401 
14085 
gi] 224581432 
sequence 
224581450 
14115 
224581449 
14145 
224581448 
14145 
224581447 
14160 
224581446 
14176 
224581445 
14206 
gi]224581444 
sequence 


gi 


gi 


gi 


ref|NR_027575.1 
77 1369516 
ref|NR_027572.1 
67 1370984 
ref|NR_027571.1 
1371035 137251 
ref|NR_027569.1 
63 1374050 
ref|NR_027568.1 
14 
ref|NR_027567.1 
65 1377116 
ref|NR_027564.1 
67 1378635 
ref|NR_027563.1 
64 
ref|NR_027561.1 
15 1381523 
ref|NR_027560.1 
49 
ref|NR_027557.1 
00 1384581 
ref|NR_027556.1 
32 1386131 
ref|NR_027555.1 
82 1387616 
ref|NR_027554.1 
67 1389146 
ref|NR_027553.1 
1389197 139049 
ref|NR_027550.1 
41 1391995 
ref|NR_027548.1 
46 1393492 
ref|NR_027542.1 
55 
ref|NR_027541.1 
06 1396548 
ref|NR_027539.1 
1396599 139803 
NR_027529.1 
84 1399529 
ref|NR_027525.1 
60 
ref|NR_027523.1 
1401111 140255 
ref|NR_025032.1 
05 1403959 
ref|NR_024781.1 
10 1405517 
ref|NR_024771.1 
68 1406981 
ref|NR_026249.1 
1407032 140847 
ref|NR_024719.1 
24 1409968 
ref|NR_027214.1 
1410019 141148 
ref|NR_027234.1 
37 1413034 
ref |NR_027233.1 
01 
ref|NR_027230.1 
52 1416042 
ref|NR_027229.1 
93 1417582 
ref|NR_027228.1 
33 1419055 
ref|NR_027227.1 
13 


2 


3 


4 


3 


6 


ref |NR_027226.1 
1420664 1422164 


Desulfovibrio magneticus strain RS-1 16S ribosomal RNA, complete sequence 
Oceanicola granulosus strain HTCC2516 16S ribosomal RNA, partial sequence 
Lentisphaera araneosa HTCC2155 strain HTCC2155 16S ribosomal RNA, partial 
Burkholderia unamae strain MT1-641 16S ribosomal RNA, partial sequence 
Kordia algicida strain OT-1 16S ribosomal RNA, partial sequence 1374101 
Polaromonas naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 
Teredinibacter turnerae strain T7902 16S ribosomal RNA, partial sequence 
Oceanibulbus indolifex HEL-45 16S ribosomal RNA, partial sequence 1378686 
Methylocella silvestris strain BL2 16S ribosomal RNA, partial sequence 
Idiomarina baltica strain 08145 16S ribosomal RNA, partial sequence 1381574 
Roseburia intestinalis strain L1-82 16S ribosomal RNA, partial sequence 
Shewanella denitrificans strain 0S217 16S ribosomal RNA, partial sequence 
Burkholderia phymatum strain STM815 16S ribosomal RNA, partial sequence 
Burkholderia tuberum strain STM678 16S ribosomal RNA, partial sequence 
Bdellovibrio bacteriovorus strain HD 100 16S ribosomal RNA, partial 
Parvularcula bermudensis HTCC2503 16S ribosomal RNA, partial sequence 
Mycoplasma crocodyli strain MP145 16S ribosomal RNA, partial sequence 
Thermotoga lettingae strain TMO 16S ribosomal RNA, partial sequence 1393543 
Marinitoga piezophila strain KA3 16S ribosomal RNA, partial sequence 
Methylobacterium nodulans strain ORS 2060 16S ribosomal RNA, partial 
Gemmatimonas aurantiaca strain T-27 16S ribosomal RNA, partial sequence 
Sphingomonas wittichii RW1l 16S ribosomal RNA, partial sequence 1399580 
Leifsonia xyli subsp. cynodontis JCM 9733 16S ribosomal RNA, partial 
Pseudoalteromonas ulvae strain UL12 16S ribosomal RNA, partial sequence 
Haliangium tepidum strain SMP-10 16S ribosomal RNA, partial sequence 
Acetobacter cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 
Sphingobium chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial 
Clostridium hylemonae strain TN-272 16S ribosomal RNA, partial sequence 
Streptococcus pseudopneumoniae strain 108 16S ribosomal RNA, partial 
Algicola sagamiensis strain B-10-31 16S ribosomal RNA, partial sequence 
Sphingobium cloacae strain S-3 16S ribosomal RNA, partial sequence 1413085 
Pseudomonas marginalis strain LMG 2210 16S ribosomal RNA, partial sequence 
Saccharomonospora glauca strain K62 16S ribosomal RNA, partial sequence 
Helcococcus ovis strain s840-96-2 16S ribosomal RNA, partial sequence 


Bacillus infernus strain TH-23 16S ribosomal RNA, partial sequence 1419106 


Arthrobacter psychrophenolicus strain AG31 16S ribosomal RNA, partial 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 


497272 Bacteria_16S 
strain S51-W 16S 


497272 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 
497272 Bacteria_16S 


Bacteria; 


3795862 3795940 2 


3812607 3812697 2 


3829470 3829544 25 


80 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


92 


gi| 219846366 
3795600 37970 


gi|219846354 


strain CECT 4199 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Gammaproteobacteria; 


99 


ATCC 35205 16S ribosomal RNA, partial sequence 


Firmicutes; 
497272 Bacteria_16S 


strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
Ruminococcaceae; 


Clostridia; 
497272 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 

497272 Bacteria_16S 
strain IFO 15965 


Clostridia; 


Clostridiales; 


Bacteria; 


Clostridiales; 
3833900 3833974 25 


3891914 3892012 1 


3902591 3902665 25 


Heliobacteriaceae; 


99 


Ruminococcus. 


99 


strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


gi| 219846342 
3829173 38306 


gi| 219846339 


gi| 219846300 


complete sequence 


Gammaproteobacteria; 


99 


gi| 219846293 


16S ribosomal RNA, partial sequence 3902319 39037 


ref|NR_025957.1 
Colwellia. 
NR_025945.1 
381232 
Aeromonadales; 


ref 


ref |NR_025932.1 


ref |NR_025929.1 


ref|NR_025890.1 


389163 


ref|NR_025883.1 


Oceanospirillales; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 
Heliobacterium. 


Ruminococcus albus 
Bacteria; Firmicutes; 


Halomonas 
6 3893166 Halomonas 


Halomonadaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 


497272 Bacteria_16S 


3934492 3934590 1 


99 


strain Karp 16S ribosomal RNA, partial sequence 


497272 Bacteria_16S 
strain DSS12 16S 


3950570 3950664 5 


99 


ribosomal RNA, partial sequence 


gi|219846270 
3934247 39357 


gi|219846258 
3950287 39517 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


497272 Bacteria_16S 


3952125 3952215 2 


92 


strain DSK1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


497272 Bacteria_16S 


3953627 3953709 2 


84 


gi| 219846257 
3951843 39533 


gi|219846256 


sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 


Bacteria; 
497272 Bacteria_16S 


strain CL-SP19 16S ribosomal RNA, partial sequence 


3982993 3983071 2 


80 


gi| 219846236 
3982735 39841 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


497272 Bacteria_16S 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


Bacteria; 
497272 Bacteria_16S 


4002306 4002396 2 


4008336 4008426 2 


92 


92 


strain 848 16S ribosomal RNA, partial sequence 


497272 Bacteria_16S 
strain TF-22T 16S 


497272 Bacteria_16S 


HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


497272 Bacteria_16S 


4044742 4044832 2 


4046273 4046363 2 


4055193 4055291 1 


92 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


92 


gi|219846223 
40020 
Vibri 
gi|219846217 
4008054 40095 


gi|219846190 
4044490 40459 


gi|219846189 


4045996 4047515 Vibri 


99 


strain SS20 16S ribosomal RNA, partial sequence 


gi|219846183 
4054980 40563 


ref|NR_025860.1 


ref |NR_025848.1 


Shewanella. 
NR_025847.1 


eae; 
ref 


Moritella. 


ref |NR_025846.1 


ref |NR_025826.1 


Idiomarina. 
NR_025813.1 


eae; 
ref 


onaceae; 
ref|NR_025807.1 


Aeromonas. 
ref|NR_025780.1 


Alteromon 
ref|NR_025779.1 
Oo ezurae Bacteri 
ref|NR_025773.1 


Halomonas 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


Orientia. 
Shewanella violacea 


92 Shewanella violacea Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Rhodovulum 


99 3954787 Rhodovulum sulfidophilum 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Rhodovulum. 
Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Photobacterium 


46 4003543 Photobacterium lipolyticum 
Photobacterium. 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Vibrio ezurae strain 
a; Proteobacteria; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
497272 Bacteria_16S 


strain YIM 90010 


4061234 4061308 25 99 gi 


Stre 


219846178 


16S ribosomal RNA, partial sequence 4060988 40624 


Actinobacteria; Actinobacteridae; Actinomycetales; ptosporang 


ref|NR_025768.1| Nocardiopsis salina 
36 Nocardiopsis salina Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 


497272 Bacteria_16S 


HT 2-1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
497272 Bacteria_16S 


strain HD9 16S ribosomal 
Actinobacteria; Actinoba 


497272 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
Aestuariibacter. 
497272 Bacteria_16S 
salexigens strain 
salexigens Bacteria; 
Aestuariibacter. 
497272 Bacteria_16S 


strain G3-29 16S ribosomal RNA, partial sequence 


JC2043 


JC2042 


4103498 4103588 2 


Vibrionales; Vibrionaceae; Vibrio. 


4109591 4109665 25 


4127860 4127950 2 


4129349 4129439 2 


4186261 4186351 2 


92 


gi| 219846150 


4103238 4104753 Vibri 


99 


RNA, partial sequence 
cteridae; Actinomycetales; Propionibacter 


92 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


92 


92 


gi|219846145 
4109294 41108 


gi|219846131 


gi|219846130 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi|219846085 


Alteromonadales; 


Alteromonadales; 


ref|NR_025740.1 
o gallicus Bacte 


ref|NR_025735.1 
ineae; Nocardioi 
ref|NR_025721.1 

4127615 412904 
Altero 


ref|NR_025720.1 
129099 413053 


Altero 


rs 


ref |NR_025675.1 


Vibrio gallicus strain 
ria; Proteobacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Aestuariibacter 

8 Aestuariibacter 

monadaceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


Vibrio superstes 


4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


497272 Bacteria_ 
strain CA15-8 16S 


497272 Bacteria_ 
nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 
497272 Bacteria_ 
algeriensis strai 
algeriensis Bacte 
Actinosynnematace 
497272 Bacteria_ 
strain N-3 16S ri 


Firmicutes; 


Proteobacteria; 


Bacteria; 


Bacteria; 


Bacil 
497272 Bacteria_ 
strain U 5/41 16S 
G 
497272 Bacteria_ 
tunicata strain D 
Proteob 
Pseudoalteromonas 
497272 Bacteria_ 
cetonica strain 4 
Proteob 


16S 4199820 4199918 1 99 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

16S 4205852 4205950 1 99 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 

train ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 

acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 

16S 4210410 4210508 1 99 gi|219846068|ref|NR_025658.1| Saccharothrix 

n SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

ae; Saccharothrix. 

16S 4211930 4212028 1 99 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 

bosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 

lales; Bacillaceae; Geobacillus. 

16S 4245212 4245302 2 92 gi|219722938|ref|NR_024570.1| Escherichia coli 

ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 

ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

16S 9180 9277 2 99 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 

2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 

acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

16S 686629 686726 2 99 gi| 265678591 |ref|NR_028896.1| Desulfosarcina 

80 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 

acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 

16S 698846 698923 4 80 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 


497272 Bacteria_ 
strain 6111 16S r 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
497272 Bacteria_16S 1006641 1006730 10 99 gi| 265678373 |ref|NR_028675.1 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 10077 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

497272 Bacteria_16S 1062977 1063066 10 99 gi|265678335|ref|NR_028637.1 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 106423 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacill 
497272 Bacteria_16S 1074883 1074972 10 99 gi| 265678327 |ref|NR_028629.1 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 107593 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

497272 Bacteria_16S 1147378 1147467 10 99 gi|253680758|ref|NR_028006.1 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
497272 Bacteria_16S 1325747 1325836 10 99 gi|219846136|ref|NR_025726.1 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
497272 Bacteria_16S 1444126 1444207 2 83 gi|224581424|ref|NR_027205.1 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 144534 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rh 
Thalassobacter. 

497272 Bacteria_16S 1669941 1670030 10 99 gi| 219878428 |ref|NR_025567.1 
strain 16351 16S ribosomal RNA, partial sequence 1669639 16711 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 1901432 1901521 10 99 gi|219878262|ref|NR_025401.1 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 190257 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

497272 Bacteria_16S 1951440 1951529 10 99 gi| 219878227 |ref|NR_025366.1 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actino: 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
497272 Bacteria_16S 1968042 1968131 10 99 gi|219878216|ref|NR_025355.1 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 19691 

Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

497272 Bacteria_16S 2030447 2030536 1 90 gi| 219878175 |ref|NR_025314.1 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 203163 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

497272 Bacteria_16S 2031933 2032022 10 99 gi|219878174|ref|NR_025313.1 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

497272 Bacteria_16S 2194867 2194956 10 99 gi|219857602|ref|NR_025190.1 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2 


ibosomal RNA, partial sequence 


698584 69993 


4 Thiocystis violascens Bacteria; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Rhodococcus 
5 Rhodococcus 
bacterineae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 

Nocardia alba strain 
Bacteria; 
e; Nocardia. 
Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Alicyclobacillus 
lobacillus hesperidum 


Rhodococcus 


194621 2196031 Rhodococcus 


maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Rhodococcus. 


497272 Bacteria_16S 


strain DNP505 16S 


2496567 2496656 10 99 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


497272 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


497272 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


497272 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


497272 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


497272 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


497272 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


497272 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


497272 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


497272 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


497272 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


497272 Bacteria_16S 


strain DSM 43205 
Actinobacteria; A 


497272 Bacteria_16S 


strain DSM 4954 1 
Actinobacteria; A 


497272 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


497272 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


497272 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


497272 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain OCh 254 16 
Proteobacteria; A 


497272 Bacteria_16S 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


497272 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


497272 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


497272 Bacteria_16S 


2746403 2746492 10 99 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2986416 2986505 10 99 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

3000147 3000236 10 


99 gi 


lales; Bacillaceae; Geobacillus. 

3125460 3125557 2 99 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
3143391 3143472 2 83 gi 

16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodobac 
3160252 3160349 2 99 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
83 gi 
19 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


, 


3161718 3161799 2 
in EL-2 
eria; P 


3163179 3163260 2 83 gi 
172 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 
3296644 3296733 10 99 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3386476 3386555 1 80 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3472183 3472272 10 99 gi 


ctinobacteridae; Actinomycetales; Cory 
3475241 3475330 10 99 gi 


ctinobacteridae; Actinomycetales; Cory 
3476768 3476857 10 99 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 
3586274 3586371 2 99 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3682094 3682175 2 83 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3765809 3765898 10 99 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
3899595 3899675 2 83 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
267974 268046 27 99 gi 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
390759 390851 7 99 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
884992 885080 11 99 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


1026375 1026467 1 92 gi 


2496307 24977 


6S ribosomal RNA, partial sequence 2999867 30013 


16S ribosomal RNA, partial sequence 3471913 34733 


6S ribosomal RNA, partial sequence 3474975 34764 


3585997 35874 


3899350 39007 


219857385 


nebacterin 
219857156 

equence 

e; 


219846932 
artial seq 
dae; Actin 


219846923 


219846838 
sequence 
ria; Rhizo 


219846826 
31431 
terales; R 
219846815 
ce 31599 
omonadales 
219846814 
equence 

ria; Rhodo 


219846813 
e 31629 
hodobacter 
219846723 
ence 32963 
spiraceae; 
219846658 
33862 
Halomonad 
219846594 


nebacterin 
219846592 


nebacterin 
219846591 
al sequenc 
e; Actinom 


219846518 


ethylococc 
219846449 
36818 
terales; R 
219846387 
ce 37655 
ibrionales 
219846295 


hodobacter 
265678881 
rtial sequ 
nobacterid 


265678794 
ce 39048 
riales; Bu 
265678454 

88470 


ales; Micr 


Actinomycet 


ref |NR_024973.1 
eae; Nocardiacea 
ref |NR_024784.1 

2746146 274749 
ales; Coryne 


ref 
uenc 
omyc 


NR_026524.1 
e 298615 
etales; Cory 


ref|NR_026515.1 


ref|NR_026430.1 
125234 312665 


biales; Hyphomic 


Ww 


ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026406.1 
161511 316291 
bacterales; Rhod 


w 


ref |NR_026405.1 
61 3164378 Roseov 
aceae; Roseovari 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref|NR_026186.1 


Nocardiacea 
NR_026184.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ycetales; Coryne 


ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025885.1 


acea 
ref 

ence 

ae; 


e; Roseibium 
NR_029187.1 

267723 
Actinomyceta 


ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


265678360 


acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Rhodococcus 

3 Rhodococcus 

bacterineae; 


Rhodococcus 
6 2987629 Rhodococcus 


nebacterineae; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Halomonas eurihalina 
nas eurihalina Bacteria; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Roseibium denhamense 


43 Roseibium denhamense Bacteria; 


Actinomadura cremea 
269132 Actinomadura 
les; 


Chitinimonas 

imonas taiwanensis 
Chitinimonas. 
Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


ref|NR_028662.1 
1026088 102759 


Desulfobacca 
1 Desulfobacca 


acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfobacca. 
497272 Bacteria_16S 


namibiensis strain HAG 010767 16S ribosomal RNA, partial 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomadura. 


Thermomonosporaceae; 
497272 Bacteria_16S 


sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


sacelli Bacteria; 
Brachybacterium. 
497272 Bacteria_16S 


strain DM12 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


497272 Bacteria_16S 


intestinalis strain KMS2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


intestinalis Bacteria; 
Desulfovibrio. 
497272 Bacteria_16S 
strain DSM 43764 


Actinomadura. 
497272 Bacteria_16S 
strain ATCC 35842 


1746151 1746223 27 


1759859 1759957 1 


2334596 2334677 2 


3150951 3151039 11 
Proteobacteria; 


3252652 3252724 27 


3383479 33835511 


99 gi 


99 gi 


83 gi 


23 
99 gi 


99 gi 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


13 gi 


16S ribosomal RNA, partial sequence 


219878376 


219878365 


219857505 
34350 23357 


219846821 


219846752 


Streptosporangineae; 


219846660 
33832 


Syntrophobacterales; 


sequence 
Actinomycetales; 


ref|NR_025515.1 


ref|NR_025504.1 


ref|NR_025093.1 


ref|NR_026413.1 
3150676 315218 


ref |NR_026344.1 
26 Actinomadura 


ref |NR_026252.1 


Syntrophaceae; 


Actinomadura 


1745863 1747300 Actinomadura 
Streptosporangineae; 


Brachybacterium 


1759669 1761073 Brachybacterium 
Micrococcineae; 


Dermabacteraceae; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 
Paracoccus. 


Desulfovibrio 
4 Desulfovibrio 


Desulfovibrionales; Desulfovibrionaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 
Thermomonosporaceae; 


Methylophaga marina 


08 3384695 Methylophaga marina Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


497272 Bacteria_16S 
strain IFO 14097 


497272 Bacteria_16S 
strain 18323 16S 


497272 Bacteria_16S 


parapertussis strain 522 16S ribosomal RNA, partial sequence 
parapertussis Bacteria; 


497272 Bacteria_16S 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 
bronchiseptica Bacteria; 


497272 Bacteria_16S 3830988 3831079 1 92 gi| 219846341 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 38307 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 
497272 Bacteria_16S 261 352 1 92 gi| 265679063 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

497272 Bacteria_16S 1800 1891 1 92 gi| 265679062 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

497272 Bacteria_16S 24578 24645 25 92 gi| 265679047 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; C 
497272 Bacteria_16S 26050 26117 25 92 gi| 265679046 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
497272 Bacteria_16S 32171 32262 1 92 gi| 265679042 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacterium. 

497272 Bacteria_16S 45567 45658 1 92 gi| 265679033 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


497272 Bacteria_16S 


borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


Bacteria; 
497272 Bacteria_16S 


strain TCl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


497272 Bacteria_16S 


sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Pseudonocardia. 


Pseudonocardiaceae; 
497272 Bacteria_16S 


3735953 3736025 25 


3803425 3803504 1 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


3804939 3805018 1 


Proteobacteria; 
3806453 3806532 1 


Proteobacteria; 


47094 47177 1 


59341 59420 1 


71466 71533 25 


73024 73091 25 


97 gi 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 


80 gi 


38 


80 gi 


Betaproteobacteria; 


80 gi 


Betaproteobacteria; 


84 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


80 gi 


92 gi 


92 gi 


59080 


219846410 


Streptosporangineae; 


219846360 
03146 38046 


219846359 


219846358 


265679032 
46828 


265679024 
60579 


265679016 


Burkholderiales; Alc 


ref|NR_026001.1 


ref|NR_025951.1 
Bordetella. 
NR_025950.1 
3804660 380612 


NR_025949.1 

3806174 380763 
ref|NR_025931.1 
Ruminococcus. 
ref |NR_029371.1 


1489 Saccha 
donocardineae; P 


ref |NR_029370.1 
3029 Saccha 
donocardineae; P 


NR_029355.1 
24277 25711 
lostridiaceae; C 
NR_029354.1 


m. 
ref|NR_029350.1 

33385 Microb 
ococcineae; Micr 


ref |NR_029341.1 

Mycobacterium 
eae; Mycobacteri 
ref |NR_029340.1 
Alcani 
Alcanivoracacea 
NR_029332.1 


aceae; Xanthomon 
ref|NR_029324.1 

71176 72680 
ycetales; Pseudo 


265679015 


asaccharolytica strain 580 16S ribosomal RNA, partial sequence 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 


Burkholderiales; Alcaligenaceae; Bordetella. 


Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Ruminococcus 


35 3832122 Ruminococcus flavefaciens 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Clostridium 
Clostridium 
lostridium. 
Clostridium roseum 


Clostridium roseum Bacteria; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Alcanivorax 
vorax borkumensis 
e; Alcanivorax. 
Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Pseudonocardia 
Pseudonocardia 
nocardineae; 


ref|NR_029323.1 
72731 74244 


Pseudonocardia 
Pseudonocardia 


asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 


497272 Bacteria_ 


conspicuum strain 
conspicuum Bacter 


Mycobacteriaceae; 
497272 Bacteria_ 


vanbaalenii strai 
vanbaalenii Bacte 


Mycobacteriaceae; 
497272 Bacteria_ 


strain Prevot 247 


497272 Bacteria_ 
strain V 5-2 16S 
Firmicutes; 
497272 Bacteria_ 
strain KB740 16S 
Proteobacteria; 

497272 Bacteria_ 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


497272 Bacteria_ 


intestinale strai 
intestinale Bacte 


497272 Bacteria_ 


thermophilus stra 
thermophilus Bact 


Methylococcus. 
497272 Bacteria_ 


capsulatus strain 
Proteob 
497272 Bacteria_16S 
chartatabidum str 
chartatabidum Bac 
497272 Bacteria_16S 
beijerinckii stra 
beijerinckii Bact 
497272 Bacteria_16S 


Bacteria; 


strain IP 2227 16 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 214818 214897 1 80 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

497272 Bacteria_16S 223969 224036 25 92 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

497272 Bacteria_16S 225403 225494 1 92 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 226910 227001 1 92 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

497272 Bacteria_16S 228416 228507 1 92 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 229924 230015 1 92 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 242398 242489 1 92 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

497272 Bacteria_16S 248543 248622 1 80 gi| 265678896 |ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Microvirgula. 


497272 Bacteria_16S 


strain CDC F5101 


Clost 


B 


Pseudonocardia. 


16S 107728 107819 1 92 gi 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

16S 115487 115578 1 92 gi 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

16S 126190 126281 1 


92 gi 


16S 153468 153551 9 92 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 156561 156640 1 80 gi 
ribosomal RNA, partial sequence 


gi 


16S 158124 158215 1 92 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Microbacterium. 

16S 161155 161222 25 92 gi 
n Catt39 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
16S 179329 179408 1 80 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
16S 194655 194734 1 80 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
197683 197750 25 92 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
210209 210276 25 92 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
211764 211831 25 92 gi 
S ribosomal RNA, partial sequence 


3895/92 16S ribosomal RNA, partial se 


n PYR-1 16S ribosomal RNA, partial seq 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


etaproteobacteria; Rhodocyclales; Rhod 


265678990 
quence 


265678985 
uence 


265678978 


265678960 


153188 15467 


Oxobacter. 
265678958 


156293 15781 
ocyclaceae 


265678957 
sequence 


265678955 
quence 
ales; 

265678943 


265678933 
ence 19438 


265678931 
uence 

diales; 
265678922 


iales; 
265678921 


211461 21296 


289100 289179 1 
16S ribosomal RNA, 


80 gi 
complete sequence 


265678867 


288824 290348 Bordetella holmesii Bacteria; 


Actinomyce 


Actinomyc 


12591 
nomycineae 


Actinomyc 


Clos 


al sequenc 
ria; Methy 


occales; Methy 


cl 


1 sequence 
Clo 


ref|NR_029298.1 

107522 108917 
tales; Corynebac 
ref |NR_029293.1 
15240 116730 
etales; Coryneba 


RR 


ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref |NR_029268.1 


ref|NR_029266.1 


; Azoarcus. 
ref |NR_029265.1 

157869 159336 
etales; Micrococ 


ref |NR_029263.1 
160899 162283 
tridiaceae; Clos 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


ref|NR_029241.1 
5 195842 Methyl 
lococcaceae; 

ref |NR_029239.1 
197405 198934 
ostridiaceae; Cl 
ref |NR_029230.1 
209908 211410 
stridiaceae; Clo 
ref|NR_029229.1 


ref|NR_029173.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


Mycobacterium 
Mycobacterium 


terineae; 


Mycobacterium 
Mycobacterium 


cterineae; 


Actinomyces meyeri 


myces meyeri Bacteria; 
ae; Actinomyces. 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Microbacterium 
Microbacterium 


cineae; 


Clostridium 
Clostridium 


tridium. 


Methylococcus 
Methylococcus 


ylococcaceae; 


Methylococcus 


ococcus capsulatus 


Methylococcus. 
Clostridium 
Clostridium 


ostridium. 


Clostridium 
Clostridium 


stridium. 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Bordetella holmesii 


497272 Bacteria_16S 296861 296952 1 92 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 


strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 309036 309103 25 92 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

497272 Bacteria_16S 333475 333566 1 92 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
497272 Bacteria_16S 335053 335120 25 92 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
497272 Bacteria_16S 336617 336684 25 92 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 


497272 Bacteria_16S 418535 418614 1 80 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

497272 Bacteria_16S 426312 426403 1 92 gi|265678770|ref|NR_029075.1| Nesterenkonia 


xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 
497272 Bacteria_16S 437197 437288 1 92 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
497272 Bacteria_16S 460121 460212 1 92 gi|265678744|ref|NR_029049.1]| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


497272 Bacteria_16S 466162 466253 1 92 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

497272 Bacteria_16S 478346 478437 1 92 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 


brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 479895 479986 1 92 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
497272 Bacteria_16S 492288 492367 1 80 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

497272 Bacteria_16S 506198 506265 25 92 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
497272 Bacteria_16S 522899 522966 25 92 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 
497272 Bacteria_16S 530476 530567 1 92 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 
497272 Bacteria_16S 551940 552007 25 92 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


497272 Bacteria_16S 559537 559616 2 80 gi| 265678679 |ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

497272 Bacteria_16S 568653 568744 1 92 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
497272 Bacteria_16S 574660 574739 1 80 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

497272 Bacteria_16S 579086 579153 25 92 gi|265678666|ref|NR_028971.1| Corynebacterium 


glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 


glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


497272 Bacteria_16S 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
497272 Bacteria_16S 
strain Iso-46 16S 


580601 580692 1 


586635 586714 1 


92 


80 


ribosomal RNA, partial sequence 


gi 


gi 
58 


265678665 
sequence 


265678661 


ref 
580337 58181 
Actinomycetales; 


ref 
6359 587854 Psychrobacter 


NR_028970.1 


NR_028966.1 


Mycobacterium 


7 Mycobacterium 
Corynebacterineae; 


Psychrobacter faecalis 
faecalis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

497272 Bacteria_16S 589643 589710 25 92 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 594239 594306 25 92 gi|265678656|ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 
497272 Bacteria_16S 607751 607818 25 92 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

497272 Bacteria_16S 612405 612484 1 80 gi|265678643|ref|NR_028948.1| Psychrobacter 


nivimaris strain 
Bacteria; 
497272 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
497272 Bacteria_16S 
aerolatum strain 


Microbacterium. 
497272 Bacteria_16S 


617077 617168 1 


618557 618648 1 


622952 623019 25 


Corynebacteriaceae; Corynebacterium. 


497272 Bacteria_16S 


624485 624576 1 


92 


92 


92 


92 


strain E846 16S ribosomal RNA, partial sequence 


497272 Bacteria_16S 
rhizophila strain 
Bacteria; 
497272 Bacteria_16S 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae; 


Actinobacteridae; 
497272 Bacteria_16S 


638235 638314 1 


647587 647678 1 


651972 652039 25 


80 


92 


92 


strain CK55 16S ribosomal RNA, partial sequence 


Firmicutes; 
497272 Bacteria_16S 


proteolyticus strain 116 16S ribosomal RNA, partial sequence 
proteolyticus Bacteria; 


Psychrobacter. 
497272 Bacteria_16S 
strain WoG13 16S 
Firmicutes; 
497272 Bacteria_16S 


Clostridia; 


Clostridiales; 
654887 654966 1 


Proteobacteria; 
665559 665626 25 


Clostridiales; 
680694 680773 1 


80 


Gammaproteobacteria; 


92 


ribosomal RNA, partial sequence 
Clostridia; 


80 


strain NA 1 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


497272 Bacteria_16S 


712060 712151 1 


92 


strain gM-1 16S ribosomal RNA, partial sequence 


497272 Bacteria_16S 
botniense strain 


Mycobacterium. 
497272 Bacteria_16S 
lusitanum strain 
Bacteria; 
497272 Bacteria_16S 


713619 713710 1 


738224 738303 1 


P6-12 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


739798 739889 1 


92 


80 


92 


gi 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


V-73 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 
62 


gi 


Clostridiaceae; 


Syntrophomonadaceae; 


265678640 


265678636 


265678635 


265678625 


ref 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
ref 
4219 625725 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ref 
e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 


88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psych 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
ref 
616795 618320 Mycob 
Corynebacterineae; Mycobacteriaceae; 


265678639 |ref|NR_028944.1 
618371 619715 Micro 
Micrococ 


NR_028945.1 


NR_028941.1 
es; 


NR_028940.1 


NR_028930.1 


omonadaceae; 


robacter nivimaris 


Mycobacterium 


acterium holsaticum 


Microbacterium 


bacterium aerolatum 
cineae; Microbacteriaceae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Mycobacterium palustre 
palustre Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Stenotrophomonas 


Stenotrophomonas. 


gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
ia polaris Bacteria; Actinobacteria; 
Kocuria. 
gi| 265678615 |ref|NR_028920.1| Clostridium uliginosum 
651676 653112 Clostridium uliginosum Bacteria; 
Clostridium. 
gi|265678613|ref|NR_028918.1| Psychrobacter 
654656 656081 Psychrobacter 
Pseudomonadales; Moraxellaceae; 
gi|265678605|ref|NR_028910.1| Pelospora glutarica 
665236 666735 Pelospora glutarica Bacteria; 
Pelospora. 
gi|265678595|ref|NR_028900.1| Neisseria animalis 
680477 681831 Neisseria animalis Bacteria; 
Neisseria. 
gi|265678574|ref|NR_028879.1| Mycobacterium caprae 


711792 71330 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ref 
713359 714869 Mycoba 
Coryneba 


gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


265678573 


265678555 


265678554 


ref 
complete sequence 737948 739471 Herbas 
Oxalob 
ref 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 


8 Mycobacterium 


Mycobacteri 
NR_028878.1 


cterineae; M 
NR_028859.1 
acteraceae; 


NR_028858.1 
739522 


caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 
497272 Bacteria_16S 


Pseudonocardiaceae; 


758573 758652 1 


80 


strain Al 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 


Saccharomonospora. 


gi 


265678540 


ref 


NR_028844.1 


Alysiella filiformis 


758305 759815 Alysiella filiformis Bacteria; 


497272 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


497272 Bacteria_16S 


strain J1 16S rib 
Proteobacteria; A 


497272 Bacteria_16S 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 


Actinobacteria; A 


497272 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


497272 Bacteria_16S 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


497272 Bacteria_16S 


cyclicum strain A 
Bacteria; Proteob 


497272 Bacteria_16S 


strain K24 16S ri 
Actinobacteria; A 


497272 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


497272 Bacteria_16S 


VKM Ac-1401 16S r 
Actinobacteria; A 


497272 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


497272 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


497272 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


497272 Bacteria_16S 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


497272 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


497272 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


497272 Bacteria_16S 


strain DF-32 16S 
Actinobacteria; A 
Microbispora. 


497272 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


497272 Bacteria_16S 


multipartita DSM 
44233 Bacteria; A 
Nakamurella. 


497272 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


497272 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


497272 Bacteria_16S 


strain Esulfidel 


Proteobacteria; G 


760125 760204 1 80 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
767686 767764 2 80 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
773874 773965 1 92 


gi 


Neiss 
gi 


e 


Hypho: 
gi 
ctinobacteridae; Actinomycetales; Pseud 
795318 795409 1 92 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
810744 810835 1 92 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 
813841 813919 2 80 gi 
LM1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
860894 860985 1 92 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
867006 867085 1 80 gi 


n 
e 


r 
e 


e 
h 


d 


ammaproteobacteria; Xanthomonadales; X 
911080 911171 1 92 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
966808 966887 1 80 gi 
osomal RNA, partial sequence 


a 


fo} 


teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 

1098924 1098991 25 92 gi 
in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
eae; Acrocarpospora. 

1106492 1106559 25 92 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


e 


1 


’ 


H a 


1108042 1108109 25 92 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


Strep 


1139820 1139899 1 80 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


q 
i 


1161015 1161082 25 92 gi 
44233 16S ribosomal RNA, partial seque 
ctinobacteria; Actinobacteridae; Actin 


n 
O: 


1212454 1212533 1 80 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1213947 1214026 1 80 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1215427 1215506 1 80 gi 


gi 


ammaproteobacteria; Oceanospirillales; 


497272 Bacteria_16S 


1233596 1233687 1 92 gi 


265678539 
759866 76120 


265678534 
767437 76891 


microbiace 
265678530 


265678515 


265678505 


265678503 
265678471 
860647 86213 


265678467 
16S ribosomal RNA, partial sequence 866725 86827 


265678437 
910794 91228 


265678400 
966531 96793 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
969793 969884 1 92 gi| 265678397 |ref|NR_028699.1 
rain JJ 16S ribosomal RNA, partial sequence 969528 971049 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
1002115 1002194 1 80 gi| 265678376 |ref|NR_028678.1 
ibosomal RNA, partial sequence 1001834 10033 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 
1089955 1090022 25 92 gi|265678316|ref|NR_028618.1 
ain A-5 16S ribosomal RNA, partial sequence 1089685 109113 


265678310 


265678304 


265678303 
1107766 11092 


253680763 


228721225 


224581437 
1212209 1 


224581436 
1213697 1 


224581404 
16S ribosomal RNA, partial sequence 1215201 12166 


219878266 


ref|NR_028843.1 


seria. 
NR_028838.1 


Neis 
ref 


riaceae; 


Devosia. 
NR_028834.1 


ae; 
ref 
onocardineae; Pseudonocar 
ref|NR_028818.1 
0 796555 Leptos 
lum. 
ref 
tial sequence 
; Actinomycet 


ce 79504 
ptospiril 
NR_028808.1 

810468 
ales; Coryne 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref|NR_028770.1 


81355 
ales; Pis 


onocardin 


nthomonadacea 


ref 


e; Xanthomon 
NR_028739.1 
> Mi 
ref 


crobacteriac 
NR_028702.1 


coccineae 


; Actinomycetales; Strept 
NR_028612.1 
1098650 110009 


cetales; Strepto 


sequence 
Actinomy 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae 


11062 
Stre 


les; ‘ 


ref|NR_028605.1 
07 Microbispora 
ineae; Streptos 


tosporang Pp 


ref|NR_028011.1 
1139586 114102 
sphaerales; Sali 


uence 
a; Salini 


ref|NR_027604.1 
39 1162206 Nakamu 
Frankineae; Na 


1607 
ales 


ce 1 
mycet 


v 


ref|NR_027219.1 
2136 
Halomonadacea 


ref 


e; Halomonas 
NR_027218.1 
2151 
Halomonadacea 


ref 


e; Halomona 
NR_027185.1 


Halomonadaceae; Halomona 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Leptospirillum 
pirillum ferriphilum 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Xanthomonas cynarae 


’ 


6 Xanthomonas cynarae Bacteria; 


as. 
Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Nakamurella 
rella multipartita DSM 


kamurellaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
s. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


ref|NR_025405.1 


Microbacterium 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 


phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


497272 Bacteria_ 


frederiksbergense 
frederiksbergense 


Mycobacteriaceae; 
497272 Bacteria_ 


strain 13.4 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


497272 Bacteria_ 


strain CDC 941078 
Bacteria; Actinob 


Mycobacterium. 
497272 Bacteria_ 
efficiens YS-314 


Bacteria; Actinob 


Corynebacterium. 
497272 Bacteria_ 


strain UR/MT95 16 


16S 1235110 1235201 1 92 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

16S 1245713 1245804 1 92 
ibosomal RNA, partial sequence 


219878254 
ar 
ridae; 
gi| 219857484 
1245479 12468 
do 
219857412 
12499 
Cory 


16S 1250155 1250246 1 92 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
16S 1256172 1256239 25 92 gi| 219857144 
16S ribosomal RNA, partial sequence 1255896 12573 


acteria; Actinobacteridae; Actinomycetales; Cory 


16S 1266703 1266782 1 80 


S ribosomal RNA, partial sequence 


gi|219846423 
1266430 12679 


tial seq 
Act 


nocardin 


ref |NR_025393.1 
uence 123486 
inomycetales; Co 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_025000.1 
18 1251238 Mycoba 
nebacterineae; M 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


ref|NR_024772.1| Corynebacterium 
49 Corynebacterium efficiens YS-314 
nebacterineae; Corynebacteriaceae; 


ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

497272 Bacteria_16S 1292168 1292247 1 80 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

497272 Bacteria_16S 1302763 1302830 25 92 gi|219846514|ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

497272 Bacteria_16S 1311803 1311882 1 80 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

497272 Bacteria_16S 1330314 1330381 25 92 gi|219846082|ref|NR_025672.1| Bifidobacterium 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria 


Bifidobacteriales 


497272 Bacteria_16S 


strain HKI 0122 1 


Bacteria; Actinob 


Beutenbergia. 


497272 Bacteria_16S 
fumaroxidans stra 
fumaroxidans MPOB 


Syntrophobacterac 


497272 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


497272 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


497272 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


497272 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


497272 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


497272 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; A 


497272 Bacteria_16S 


; Bifidobacteriaceae; Bifidobacterium. 


1333417 1333508 1 92 gi| 228721490 
6S ribosomal RNA, partial sequence 1333148 13346 
acteria; Actinobacteridae; Actinomycetales; Micr 


1347186 1347285 1 100 gi 
in MPOB 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Deltaproteo 
eae; Syntrophobacter. 

1401366 1401457 1 92 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1416354 1416445 1 92 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


228720860 
uence 
bacteria; 


228715351 
14011 
Actinomyce 


a 
224581447 
14160 
ales; Pseu 
1422483 1422562 1 80 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomonadales; M 
1424007 1424086 1 80 gi| 224581442 
bosomal RNA, partial sequence 1423741 14252 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1428699 1428778 1 80 gi| 224581439 
in USAM 3C 16S ribosomal RNA, partial sequence 

eria; Proteobacteria; Gammaproteobacteria; Xanth 


224581443 
ence 14222 


1437950 1438029 1 80 gi|224581429 
osomal RNA, partial sequence 1437684 14391 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1453158 1453249 1 92 gi| 224581418 
strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Act 
rthrobacter. 


1462129 1462208 1 


80 gi|224581411 


, 


Actinobacteria; Actinobacteridae; 


ref|NR_027613.1| Beutenbergia cavernae 
32 Beutenbergia cavernae DSM 12333 
ococcineae; Beutenbergiaceae; 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


Syntrophobacter 
7 Syntrophobacter 
les; 


ref |NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


ref |NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Psychrobacter. 
ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 
; Thauera. 
ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


Psychrobacter 
obacter maritimus 


Lysobacter 
1 Lysobacter 
homonadaceae; 


ref|NR_027211.1| Thauera aminoaromatica 

79 Thauera aminoaromatica Bacteria; 

; Thauera. 

ref |NR_027199.1 
1452894 145438 

inomycetales; Mi 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


ref Marinobacter 


NR_027192.1 


bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


497272 Bacteria_ 


strain DhA-35 16S 
B 


Proteobacteria; 
497272 Bacteria_ 
subsp. 
subsp. 
Mycobacteriaceae; 
497272 Bacteria_ 


avium stra 
avium Bact 


16S 1468195 1468274 1 80 


16S 1475718 1475809 1 92 


16S 1483416 1483495 1 80 


strain SW32 16S ribosomal RNA, partial sequence 


Proteobacteria; 
497272 Bacteria_ 


afermentans subsp. 


Actinomycetales; 
497272 Bacteria_ 
strain DSM 20127 


497272 Bacteria_ 
subsp. 
elongata subsp. 
Neisseria. 

497272 Bacteria_ 


strain JCM3146 16 


Actinoallomurus. 
497272 Bacteria_ 


canariasense stra 
canariasense Bact 


Mycobacteriaceae; 


497272 Bacteria_16S 
pretoriensis stra 
pretoriensis Bact 


G 


elongata s 
e 


16S 1500062 1500129 25 92 


16S 1501427 1501518 1 
16S ribosomal RNA, 


92 


16S 1507441 1507520 1 80 


16S 1528606 1528673 25 92 


16S 1560285 1560376 1 92 


Mycobacterium. 


1563219 1563310 1 92 


Pseudonocardiaceae; Amycolatopsis. 


497272 Bacteria_16S 
papyrosolvens DSM 
Firmicutes; 
497272 Bacteria_16S 


2782 Bacteria; 


strain R2014 16S 


1576859 1576926 25 
2782 16S ribosomal RNA, 
Clostridia; 
1668375 1668466 1 92 
ribosomal RNA, partial sequence 


92 


1672862 1672953 1 92 


Pseudonocardiaceae; Amycolatopsis. 


497272 Bacteria_1 
keratiniphila sub 


Actinomycetales; 


497272 Bacteria_1 
decaplanina strai 
decaplanina Bacte 


6S 1675884 1675975 1 92 


Pseudonocardineae; 


6S 1677401 1677492 1 92 


Pseudonocardiaceae; Amycolatopsis. 


497272 Bacteria_1 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Amycolatopsis. 


497272 Bacteria_16S 


6S 1678922 1679013 1 92 


1686459 1686542 1 84 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


in DSM 44156 16S ribosomal RNA, partial 


eria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium complex (MAC 


Corynebacterineae; Corynebacteriaceae; 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


train ATCC 25295 16S ribosomal RNA, 
longata Bacteria; Proteobacteria; Betaproteobacteria; 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


rain ST101170 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 


n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi|224581407 


1467942 14694 


gi| 219878445 


gi| 219857506 


1483159 14846 
ammaproteobacteria; Oceanospirillales; 


gi| 219846622 


afermentans strain CIP 103499 16S ribosomal RNA, 
Corynebacterium afermentans subsp. 


gi|219846604 


gi| 219846303 


gi] 219857434 


1528339 15297 
Streptosporangineae; 


gi|219846147 


in 502329 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi| 219846103 


in NRRL B-24133 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi|219846510 


complete sequence 15765 
Clostridiales; 


gi|219878429 


1668114 16695 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
497272 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 


gi|219878426 


gi|219878424 


sp. nogabecina strain DSM 44586 16S ribosomal RNA, partial seque 
Amycolatopsis keratiniphila subsp. 


219878423 
sequence 


gi 


219878422 
16786 


gi 


gi|219878417 


margaritifer strain N2-214 16S ribosomal RNA, partial sequence 


margaritifer Bacteria; Proteobacteria; Betaproteobacteria; 


Tepidiphilus. 


497272 Bacteria_16S 


1706538 1706605 25 92 


strain SH1 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 
497272 Bacteria_16S 


Clostridiales; 


1721765 1721844 1 80 


strain NF11 16S ribosomal RNA, partial sequence 


Proteobacteria; 


G 


1723306 1723385 1 80 


strain NF23 16S ribosomal RNA, partial sequence 


Proteobacteria; 


G 


1726246 1726337 1 92 


Clostridiaceae; 


ammaproteobacteria; Pseudomonadales; Mor 
497272 Bacteria_16S 


gi|219878403 
1706248 17077 


gi| 219878393 
1721510 17230 


ammaproteobacteria; Pseudomonadales; Moraxellaceae; 
497272 Bacteria_16S 


gi|219878392 
1723051 17245 


gi|219878390 


rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


sequence 
Actinomycetales; 


Halomonadaceae; 


15011 


complete sequence 


Actinomycetales; 


Actinomycetales; 


Clostridiaceae; 


sequence 1672599 16740 
Actinomycetales; 


Actinomycetales; 


Pseudonocardineae; 


Hydrogenophilales; 


axellaceae; 


ref|NR_027188.1 
Zoogloea. 
ref|NR_025584.1 

1475465 147693 


). 


ref |NR_025094.1 


ref|NR_026214.1 


ref|NR_026196.1 


ref |NR_025893.1 
150715 
Neisserial 


ref |NR_025022.1 


Thermomon 


ref |NR_025737.1 
1560055 156148 
Coryneb 
ref|NR_025693.1 
156296 
Pseudon 


ref |NR_026102.1 
77 1578067 Clostr 
ref|NR_025568.1 
Actinomycetace 
ref|NR_025565.1 
7 
Pseud 


ref|NR_025563.1 


ref|NR_025562.1 
1677147 167861 
Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 
P 


ref|NR_025556.1 
1686206 168766 
Hyd 


ref|NR_025542.1 


ref |NR_025532.1 
00 Psychrobacter 


ref|NR_025531.1 
41 Psychrobacter 


complete sequence 
afermentans Bacteria; Actinobacteria; 
Corynebacterium. 


Clostridium. 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 
ocyclaceae; 


Mycobacterium avium 
6 Mycobacterium avium 


Corynebacterineae; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
Kushneria. 


Corynebacterium 
1499786 1501111 


Actinobacteridae; 


Sinomonas atrocyanea 


62 1502633 Sinomonas atrocyanea Bacteria; 
Micrococcaceae; 


Sinomonas. 
Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


ocardineae; 


Clostridium 
idium papyrosolvens DSM 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
nce 1675626 1677096 


nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Amycolatopsis. 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Tepidiphilus 
1 Tepidiphilus 


rogenophilaceae; 


Clostridium diolis 


30 Clostridium diolis Bacteria; 
Clostridium. 


Psychrobacter luti 
luti Bacteria; 


Psychrobacter. 


Psychrobacter fozii 
fozii Bacteria; 


Psychrobacter. 


ref|NR_025529.1 
1725987 172747 


Mycobacterium 
1 Mycobacterium 


gi 
gi 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


gi 


sequence 


gi 
gi 


gi 


sequence 


gi 


sequence 


gi 
gi 


gi 


224581443 
14222 
224581442 
14237 
224581441 


224581440 


224581439 
14284 
224581435 
14299 
224581434 
14315 
224581433 
14330 
224581431 
14345 
224581430 
14361 
224581429 
14376 
224581428 
14407 
224581427 
14407 
224581426 


224581424 


224581423 
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224581422 
14469 
224581421 
14484 
224581420 


224581419 
14513 
224581418 


224581417 
14544 
224581416 
14559 
224581414 


224581413 
14587 
224581412 
14602 
224581411 
14618 
224581410 
14634 
224581409 
14664 
224581408 
14678 
224581407 
14679 
224581406 


224581405 
14710 
224581402 
14738 
219878476 
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gi 
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ref 
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27 1429921 
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ref 


51 1434525 


ref 
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37 
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ref 
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1443876 144534 
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91 1446881 
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32 1448409 


ref 


60 1449852 


ref 


1449903 145131 


ref 


67 1452843 


ref 


1452894 145438 


ref 


32 1455915 


ref 


66 1457283 


ref 


14573341 


ref 


66 1460246 
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97 1461811 


ref 


62 1463368 
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19 1464873 
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33 

ref 
51 
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42 1469414 


41 1472361 
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65 
ref 


1425302 142681 


1442329 144382 


NR_027225.1 
NR_027224.1 
NR_027223.1 
NR_027222.1 
NR_027221.1 
NR_027217.1 
NR_027216.1 
NR_027215.1 
NR_027213.1 
NR_027212.1 


NR_027211.1 


NR_027210.1 
NR_027209.1 
NR_027207.1 
NR_027205.1 
NR_027204.1 
NR_027203.1 
NR_027202.1 
NR_027201.1 
NR_027200.1 
NR_027199.1 
NR_027198.1 
NR_027197.1 
NR_027195.1 
45871 
NR_027194.1 
NR_027193.1 
NR_027192.1 
NR_027191.1 
NR_027190.1 
NR_027189.1 


NR_027188.1 


NR_027186.1 


NR_024882.1 


NR_025615.1 


1473916 147541 


ref 


partial sequence 


NR_025584.1 
147546 


Psychrobacter maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 
Thauera phenylacetica strain B4P 16S ribosomal RNA, partial sequence 
Streptomyces violaceolatus strain DSM 40438 16S ribosomal RNA, partial 
rasta ees coelescens strain AS 4.1594 16S ribosomal RNA, partial 
nee antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 
Phocoenobacter uteri strain M1063U/93 16S ribosomal RNA, partial sequence 
Leptospirillum ferrooxidans strain L15 16S ribosomal RNA, partial sequence 
Staphylococcus felis strain GD521 16S ribosomal RNA, partial sequence 
Paenibacillus antarcticus strain 20CM 16S ribosomal RNA, partial sequence 
Oceanithermus profundus strain 506 16S ribosomal RNA, partial sequence 
Thauera aminoaromatica strain S2 16S ribosomal RNA, partial sequence 
Lentzea violacea strain LM 036 16S ribosomal RNA, partial sequence 1439230 
Filobacillus milosensis strain SH714 16S ribosomal RNA, partial sequence 
Actinobacillus scotiae strain M2000/95/1 16S ribosomal RNA, partial 
Se deaeeaceds stenotrophicus strain 5SM22 16S ribosomal RNA, partial 
Pee atures arenosus strain R7 16S ribosomal RNA, partial sequence 
Mogibacterium neglectum strain P9a-h 16S ribosomal RNA, partial sequence 
Promicromonospora aerolata strain V-54A 16S ribosomal RNA, partial sequence 
Corynebacterium spheniscorum strain PG 39 16S ribosomal RNA, partial 
esate se. endolithica strain AA459 16S ribosomal RNA, partial sequence 
Arthrobacter nitroguajacolicus strain G2-1 16S ribosomal RNA, partial 
coe doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 
Achromobacter ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 
Arcanobacterium bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial 
feta japonica strain SK-1T 16S ribosomal RNA, partial sequence 
Kocuria carniphila strain CCM 132 16S ribosomal RNA, partial sequence 
Marinobacter bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 
Mogibacterium diversum strain HM-7 16S ribosomal RNA, partial sequence 
Azoarcus buckelii strain U120 16S ribosomal RNA, partial sequence 1464924 
Treponema putidum strain JZC3 16S ribosomal RNA, partial sequence 1466484 
Zoogloea resiniphila strain DhA-35 16S ribosomal RNA, partial sequence 
Psychrobacter pacificensis strain NIBH P2K6 16S ribosomal RNA, partial 
haehece uaneee piechaudii strain EY3860 16S ribosomal RNA, partial sequence 
1472412 


Burkholderia ambifaria AMMD 16S ribosomal RNA, partial sequence 


Streptomyces albus subsp. albus strain DSM 40313 16S ribosomal RNA, partial 


» 


Mycobacterium avium subsp. 
5 1476936 


avium strain DSM 44156 16S ribosomal RNA, 


497272 Bacteria_16S 
strain DSM 44222 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
497272 Bacteria_16S 1729322 1729413 1 92 gi 
strain DSM 44515 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
497272 Bacteria_16S 1730834 1730925 1 92 gi 
moriokaense strain DSM 44221 16S ribosomal RNA, partial 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

497272 Bacteria_16S 1765820 1765899 1 80 gi 
halodurans strain 34Alc 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
497272 Bacteria_16S 1780936 1781027 1 92 gi 
strain 4-0 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 1825152 18252311 80 gi 
marincola strain KMM 277 16S ribosomal RNA, partial seq 
marincola Bacteria; Proteobacteria; Gammaproteobacteria 
497272 Bacteria_16S 1826630 1826709 1 80 gi 
submarinus strain KMM 225 16S ribosomal RNA, partial se 
submarinus Bacteria; Proteobacteria; Gammaproteobacteri 
497272 Bacteria_16S 1829592 18296711 80 gi 
limicola strain GolChil 16S ribosomal RNA, complete seq 
limicola Bacteria; Proteobacteria; Betaproteobacteria; 
497272 Bacteria_16S 1832735 1832802 25 92 gi 
scardovii strain CCUG 13008 16S ribosomal RNA, partial 
scardovii Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacterium. 
497272 Bacteria_16S 
molinativorax str 
molinativorax Bac 
Microbacteriaceae; Gulosibacter. 

497272 Bacteria_16S 1855541 1855608 25 92 gi 
capitovis strain CCUG 39779 16S ribosomal RNA, partial se 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 

497272 Bacteria_16S 1872269 1872348 1 80 
strain LUH4616 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
497272 Bacteria_16S 1873806 1873897 1 92 gi 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 

497272 Bacteria_16S 1886189 1886280 1 92 gi 
halophila strain DSM 44411 16S ribosomal RNA, partial seq 
halophila Bacteria; Actinobacteria; Actinobacteridae; Act 
Pseudonocardiaceae; Saccharomonospora. 

497272 Bacteria_16S 1887715 1887794 1 80 gi 
schindleri strain LUH5832 16S ribosomal RNA, partial se 
schindleri Bacteria; Proteobacteria; Gammaproteobacteri 
497272 Bacteria_16S 1913089 1913168 1 80 gi 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
497272 Bacteria_16S 1923908 1923975 25 92 gi 
kongjuensis strain LM 157 16S ribosomal RNA, partial se 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Pseudonocardia. 

497272 Bacteria_16S 1925446 1925537 1 92 gi 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, part 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Amycolatopsis. 

497272 Bacteria_16S 1948329 1948420 1 92 gi 
foliorum strain P 333/02 16S ribosomal RNA, partial seq 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Microbacterium. 

497272 Bacteria_16S 1949897 1949964 25 92 gi 
spinosispora strain LM 141 16S ribosomal RNA, partial seq 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Pseudonocardia. 

497272 Bacteria_16S 1952915 1952982 25 92 gi 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial s 


1727783 1727874 1 92 gi 


oc 


, 


a; 


Bif 
1834158 1834249 1 92 gi 
ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


ue 
e; 


gi 
or 


s 
Ac 


qu 
a; 


na 


qu 


ia 


, 


ue 
ti 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
bacterin 
219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
bacterin 
219878387 
s 
Actinomyc 


ne 


ne 


219878360 


en 
al 


219878319 
ue 


219878318 
qu 


219878312 


219878297 


219878286 
1872026 18734 


219878285 


219878274 


219878273 


219878253 


219878245 


Actinomyc 


219878244 


219878229 


219878228 


219878226 


equence 


ce 17655 
es; 


occineae 


nce 
Pseudomo 
ence 

Pseud 


nce 
odocycla 
quence 


idobacte 


nce 


quence 
inomycet 


axellace 
equence 


tinomyce 


uence 
inomycet 


ence 
Pseudom 


19128 
dales; M 


ence 


1 sequen 
Actinomy 


nce 
nomyceta 


uence 
Actinomy 


Ecto 
219878349 
1780670 17821 


omonad 
219878316 
ue 
Rh 

219878313 
se 


Actinomycet 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacter 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacter 
ref|NR_025526.1 

1730570 173206 
etales; Coryneb 


ref |NR_025499.1 
52 1767023 Alkal 
thiorhodospirac 
ref|NR_025488.1 
; Micrococcaceae 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
ales; Moraxe 
ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025452.1 

1832458 183383 
riales; Bifidoba 


ref|NR_025451.1 
1833888 183531 
ales; Microc 


ref|NR_025436.1 
1855266 185659 
ales; Corynebact 


v 


ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025424.1 

1873541 187493 
tales; Micrococc 


ref|NR_025413.1 

1885917 188742 
ales; Pseudonoca 
ref|NR_025412.1 

1887472 188893 
onadales; Moraxe 
ref|NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025384.1 

1923611 192512 
etales; Pseudono 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


ref |NR_025368.1 
1948071 194955 
les; Micrococcin 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


equence 


i 


i 


a 


i 
e 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Bifidobacterium 

7 Bifidobacterium 

cteriaceae; 


Gulosibacter 
7 Gulosibacter 
occineae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Acinetobacter parvus 
parvus Bacteria; 

rs 

Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Pseudonocardia 

2 Pseudonocardia 
cardineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


ref|NR_025365.1 
1952641 195404 


Corynebacterium 
7 Corynebacterium 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

497272 Bacteria_16S 1954361 1954452 1 92 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


497272 Bacteria_16S 1958885 1958976 1 92 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
497272 Bacteria_16S 2035013 2035104 1 92 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

497272 Bacteria_16S 2041191 2041270 1 80 gi|219878167|ref|NR_025306.1| Pseudoxanthomonas 


broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 
497272 Bacteria_16S 2042749 2042828 1 80 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 
497272 Bacteria_16S 2052150 2052241 1 92 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


497272 Bacteria_16S 2067310 2067389 1 80 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

497272 Bacteria_16S 2076532 2076599 25 92 gi|219878138|ref|NR_025277.1| Propionibacterium 


propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
497272 Bacteria_16S 2081203 2081270 25 92 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 
497272 Bacteria_16S 2090243 2090334 1 92 gi|219878129|ref|NR_025268.1| Mycobacterium 
heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 2111623 21117141 92 gi|219857660|ref|NR_025249.1| Mycobacterium 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
497272 Bacteria_16S 2126800 2126879 1 80 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 
497272 Bacteria_16S 2128295 2128386 1 92 gi|219857649|ref|NR_025238.1| Mycobacterium 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 
497272 Bacteria_16S 2129776 2129867 1 92 gi|219857648|ref|NR_025237.1| Mycobacterium 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 2131290 2131381 1 92 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 2132793 2132884 1 92 gi|219857646|ref|NR_025235.1| Mycobacterium 
poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 2132540 2133989 Mycobacterium 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 2134295 2134386 1 92 gi|219857645|ref|NR_025234.1| Mycobacterium microti 
strain ATCC 19422 16S ribosomal RNA, partial sequence 2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
497272 Bacteria_16S 2135824 2135915 1 92 gi|219857644|ref|NR_025233.1| Mycobacterium brumae 
strain ATCC 51384 16S ribosomal RNA, partial sequence 2135574 2137022 Mycobacterium brumae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 2147859 2147950 1 92 gi|219857636|ref|NR_025225.1| Mycobacterium parmense 
strain MUP 1182 16S ribosomal RNA, complete sequence 2147582 2149114 Mycobacterium parmense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


497272 Bacteria_16S 2149438 2149529 1 92 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
497272 Bacteria_16S 2156935 2157002 25 92 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

497272 Bacteria_16S 2159898 2159977 2 80 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

497272 Bacteria_16S 2164487 2164578 1 92 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 


strain ATCC 927 16S ribo 


somal RNA, partial sequence 2164214 21657 


35 Mycobacterium 


marinum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 2166063 2166130 25 92 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

497272 Bacteria_16S 2175165 2175244 1 80 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

497272 Bacteria_16S 2217525 2217616 1 92 gi| 219857587 |ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 2228143 2228234 1 92 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 


strain YIM 21741 
Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 2229657 2229736 1 80 
hongkongensis str 
hongkongensis Bacteria; 
497272 Bacteria_16S 2252505 2252572 25 92 
strain KS9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 2264893 2264972 1 80 
strain ICPB 3636 


Proteobacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 
497272 Bacteria_16S 2286234 2286313 1 80 gi|219857541|ref|NR_025129.1 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 228738 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
Thioalkalivibrio. 

497272 Bacteria_16S 2302684 2302763 1 80 gi|219857528|ref|NR_025116.1 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marino 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
497272 Bacteria_16S 2308857 2308924 25 92 gi|219857523|ref|NR_025111.1 


strain DSM43926 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 2317864 2317943 1 80 

mexicana strain AMX 26B 16S ribosomal RNA, partial 
Bacteria; Proteob 
497272 Bacteria_16S 
acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 
497272 Bacteria_16S 
australiense stra 
australiense Bact 
Propionibacteriaceae; Propionibacterium. 
497272 Bacteria_16S 2405813 2405880 25 
viterbiensis stra 
viterbiensis Bacteria; 
497272 Bacteria_16S 


2319456 2319535 1 80 


cteria; Proteobacteria; 
2358758 2358825 25 92 
92 


Firmicutes; Clostridia; 
2408875 2408942 25 92 


salina strain YIM90002 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Streptomonospora. 


497272 Bacteria_16S 2454576 2454667 1 92 


psychrolactophilus strain B7 16S ribosomal RNA, partial 
psychrolactophilus Bacteria; Actinobacteria; Actinobact 


Micrococcaceae; Arthrobacter. 
497272 Bacteria_16S 2498082 2498161 1 80 
strain 3CB-1 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2227890 22293 
ain HKU1 16S ribosomal RNA, partial se 


Betaproteobacte 


16S ribosomal RNA, partial sequence 2264632 22660 


6S ribosomal RNA, partial sequence 2308611 23100 


acteria; Gammaproteobacteria; Xanthomo 
rain AMX 19 16S ribosomal RNA, partial 


Gammaproteobac 


in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 


in JW/MS-VS5 16S ribosomal RNA, partia 
Clostrid 


ococcineae 
219857579 
quence 
ria; Neiss 
gi| 219857564 
2252243 22536 
Streptosporang 
gi| 219857556 


Micr 
gi 


Stre 
gi 
sequ 


ptosporang 
219857517 
ence 23175 
nadales; X 
219857516 
sequence 
teria; Xan 


gi 


219857488 
ial sequen 


; Actinomy 


gi 


219857456 
1 sequence 
iales; Clo 
219857454 
nce 24085 
ales; Stre 


gi 


gi 


219857415 
sequence 
eridae; Ac 


gi 


gi|219857384 


ref 
96N 


ref 


ref 
822 


ref 


2 


ref 


ref 


ref 


ref 


ref 


eria 


inea 


anth 


thomonadales; 


ce 2358483 23599 
ceta 


2405537 240701 
stri 
77 2410105 Strept 


ptos 


2454319 245573 
tinomycetales; M 


crobacteria 


ocardiopsis 
e; Nocardiop 
NR_025144.1 


e; Streptosp 
NR_025105.1 
319121 Pseudo 
omonadaceae; 
NR_025104.1 
319172 232071 


Xa 


NR_025076.1 
5 


les; Propion 


NR_025044.1 


diaceae; Cal 
NR_025042.1 


porangineae; 


NR_025003.1 


53 Agromyces aurantiacus Bacteria; 
Mi 


eae; Agromyces. 
Laribacter 

2 Laribacter 

iaceae; Laribacter. 

Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Caloramator 

6 Caloramator 
oramator. 
Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Arthrobacter 
2 Arthrobacter 


icrococcineae; 


Thauera chlorobenzoica 


NR_024972.1 


2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


497272 Bacteria_16S 


2499621 2499700 1 


80 


strain MF63 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
497272 Bacteria_16S 


strain DSM 12272 
Firmicutes; 


Clostridia; 
497272 Bacteria_16S 


2530033 2530100 25 


Clostridiales; 
2569066 2569133 25 


92 


92 


gi| 219857382 


ref|NR_024970.1| Azoarcus toluclasticus 


2499368 2500857 Azoarcus toluclasticus Bacteria; 


gi|219857357 


gi|219857288 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 


frigidicarnis Bacteria; 
497272 Bacteria_16S 


Firmicutes; 
2593765 2593856 1 


Clostridia; 


92 


gi| 219857272 


ref|NR_024945.1| Clostridium gasigenes 


16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Clostridiaceae; Clostridium. 


ref|NR_024919.1| Clostridium 
2568768 2570248 Clostridium 


Clostridiales; Clostridiaceae; Clostridium. 


ref|NR_024903.1| Mycobacterium tusciae 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
497272 Bacteria_16S 


strain SMCC W459 
Firmicutes; 


Clostridia; 
497272 Bacteria_16S 


2598396 2598470 25 


Clostridiales; 
2609081 2609172 1 


99 


92 


gi|219857269 


gi| 219857259 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 


thermoflava Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 


497272 Bacteria_16S 


strain CIP 103464 


2639768 2639859 1 


2645975 2646054 1 


92 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
497272 Bacteria_16S 


80 


gi| 219857231 


gi|219857227 


pelophilus strain asp 66 16S ribosomal RNA, partial sequence 


pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 
497272 Bacteria_16S 


2648979 2649058 1 


80 


strain BS5-8 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 
497272 Bacteria_16S 


2650483 2650562 1 


6a3 16S ribosomal RNA, partial sequence 


Betaproteobacteria; 


497272 Bacteria_16S 


strain SWub3 16S 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Rhodocyclales; 


2653499 2653578 1 


2654949 2655016 25 


80 


2650247 2651682 Azospira oryzae Bacteria; 
Rhodocyclaceae; Azospira. 


80 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
497272 Bacteria_16S 

thomssenii strain DSM 


92 


gi] 219857225 


Actinomycetales; 


Rhodocyclales; 


Mycobacteriaceae; Mycobacterium. 
ref|NR_024900.1| Desulfotomaculum putei 


16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 
Peptococcaceae; Desulfotomaculum. 


ref|NR_024890.1| Amycolatopsis 
2608828 2610322 Amycolatopsis 
Pseudonocardineae; 


ref|NR_024859.1| Mycobacterium alvei 


2639512 2640976 Mycobacterium alvei Bacteria; 


Mycobacteriaceae; Mycobacterium. 
ref|NR_024855.1| Propionivibrio 
2645713 2647197 Propionivibrio 
Rhodocyclaceae; Propionivibrio. 
ref|NR_024853.1| Azonexus fungiphilus 


2648722 2650196 Azonexus fungiphilus Bacteria; 


gi|219857224 


gi| 219857222 


ref|NR_024852.1| Azospira oryzae strain 


Proteobacteria; 


ref|NR_024850.1| Azoarcus communis 


2653267 2654616 Azoarcus communis Bacteria; 


gi|219857221 


44276 16S ribosomal RNA, partial sequence 


Corynebacteriaceae; Corynebacterium. 


497272 Bacteria_16S 


2669906 2669973 25 


92 


gi|219857210 


ref|NR_024849.1| Corynebacterium 
2654667 2656138 Corynebacterium 
Corynebacterineae; 


ref |NR_024838.1| Microbispora mesophila 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


497272 Bacteria_16S 


2674483 2674562 1 


80 


Streptosporangineae; 


gi|219857206 


Streptosporangiaceae; 


ref |NR_024834.1| Thiobacter 


subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 


Bacteria; 


Psychrobacter. 


497272 Bacteria_16S 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
497272 Bacteria_16S 
Al1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 


2692439 2692506 25 
Planotetraspora. 
2714822 2714901 1 
Proteobacteria; 


2724033 2724100 25 


2744995 2745086 1 


2753772 2753839 25 


Proteobacteria; Betaproteobacteria; Thiobacter. 
497272 Bacteria_16S 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; 
497272 Bacteria_16S 

okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
okhotskensis Bacteria; 


92 


80 


92 


92 


2744758 2746095 Ro 
Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
497272 Bacteria_16S 


92 


gi| 219857193 


gi| 219857178 


Gammaproteobacteria; Pseudomonadales; 


gi| 219857172 


gi| 219857157 


gi| 219857150 


thia aeria Bacteria; 


ref|NR_024821.1] Planotetraspora 
2692168 2693639 Planotetraspora 
Streptosporangineae; 


ref|NR_024806.1] Psychrobacter 
2714566 2716057 Psychrobacter 
Moraxellaceae; 


ref|NR_024800.1| Longispora albida 


25214 Longispora albida Bacteria; 


Micromonosporaceae; Longispora. 
ref|NR_024785.1| Rothia aeria strain 
Actinobacteria; 


ref|NR_024778.1| Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 


497272 Bacteria_16S 
venezuelensis strain JCM 3167 16S ribosomal RNA, partia 
venezuelensis Bacteria; Actinobacteria; Actinobacterida 
Streptosporangiaceae; 
497272 Bacteria_16S 


strain IFO 16235 


2818610 2818677 25 


Planomonospora. 
2839792 2839883 1 


2852153 2852232 1 


92 


92 


80 


Streptosporangineae; 


gi|219856911 


gi| 219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 
strain ATCC 19374 16S ribosomal RNA, partial sequence 


gi| 219856889 


1 sequence 
e; Actinomycetales; 


ococcineae; Microbacteriaceae; 


Streptosporangiaceae; 


ref|NR_024732.1| Planomonospora 
2818334 2819777 Planomonospora 
Streptosporangineae; 


ref|NR_024716.1| Agromyces luteolus 

12 Agromyces luteolus Bacteria; 
Agromyces. 
Pseudomonas geniculata 


ref |NR_024708.1 


2851886 2853382 Pseudomonas geniculata 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 


497272 Bacteria_ 


strain ATCC 33616 


Bacteria; 
497272 Bacteria_ 


strain DSM 3050 1 
G 
497272 Bacteria_1 
nitritogenes stra 
nitritogenes Bact 
497272 Bacteria_1 


Proteobacteria; 


strain JCM 6484 1 
Firmicutes; 


strain JCM 9989 1 


Proteob 


Clost 
497272 Bacteria_1 


6S ribosomal RNA, partial sequence 2862729 28642 
ammaproteobacteria; Pseudomonadales; Pse 
6S 2886234 2886301 25 92 gi| 219856865 
in JCM 6485 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Eub 
6S 2887760 2887827 25 92 gi| 219856864 
6S ribosomal RNA, partial sequence 2887459 28889 
ridia; Clostridiales; Eubacteriaceae; Eubacteriu 
6S 2889282 2889349 25 92 gi| 219856863 
6S ribosomal RNA, partial sequence 2888980 28904 


udomonad 


16S 2856832 2856911 1 80 gi|219856886|ref|NR_024705.1| Pseudomonas cissicola 
16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 

acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

16S 2862974 2863053 1 80 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
aceae; Pseudomonas. 
ref|NR_024684.1| Eubacterium 

2885932 2887408 Eubacterium 
acteriaceae; Eubacterium. 
ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 
m. 
ref|NR_024682.1| Eubacterium budayi 
51 Eubacterium budayi Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

497272 Bacteria_16S 2893809 2893900 1 92 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

497272 Bacteria_16S 2895304 2895395 1 92 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

497272 Bacteria_16S 2896798 2896889 1 92 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

497272 Bacteria_16S 2899802 2899893 1 92 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 


strain IAM 14848 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 


strain IAM 14851 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 


strain IFO 15616 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 
thermoluteolus st 
thermoluteolus Ba 


Hydrogenophilus. 


497272 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain IFO 15059 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
497272 Bacteria_16S 3006243 3006334 1 92 gi| 219846919 
strain 801 16S ribosomal RNA, partial sequence 3005987 30074 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
497272 Bacteria_16S 3028873 3028940 25 92 gi|219846904 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; C 
497272 Bacteria_16S 3033456 3033523 25 92 gi| 219846900 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; C 
497272 Bacteria_16S 3034983 3035050 25 92 gi| 219846899 
strain DS1 16S ribosomal RNA, partial sequence 3034695 30361 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
497272 Bacteria_16S 3036506 3036573 25 92 gi|219846898 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
497272 Bacteria_16S 3054796 3054875 1 80 gi| 219846885 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhod 
Propionivibrio. 

497272 Bacteria_16S 3059348 3059427 1 80 gi| 219846882 
strain AX39 16S ribosomal RNA, partial sequence 3059104 30605 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
497272 Bacteria_16S 3060889 3060968 1 80 gi| 219846881 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rho 
497272 Bacteria_16S 3068245 3068336 1 92 gi| 219846876 


16S ribosomal RNA, partial sequence 2899524 29010 
oc 
2901336 2901427 1 92 gi| 219856855 
16S ribosomal RNA, partial sequence 2901061 29025 
ococcineae 
2902874 2902965 1 92 gi| 219856854 
16S ribosomal RNA, partial sequence 2902597 29040 


ococcineae 
2918256 2918339 1 84 gi| 219856844 

rain TH-1 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Betaproteobacteria; Hydr 
2922876 2922955 1 80 gi| 219856841 
12-3 16S ribosomal RNA, partial sequence 29226 
acteria; Gammaproteobacteria; Xanthomonadales; X 
2987929 2988020 1 92 gi| 219846931 


16S ribosomal RNA, partial sequence 2987680 29891 


occineae; 


10 Zimmermannella bifida Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024674.1| Leucobacter albus 

46 Leucobacter albus Bacteria; 

; Microbacteriaceae; Leucobacter. 
ref|NR_024673.1| Zimmermannella alba 
77 Zimmermannella alba Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 
ref |NR_024663.1| Hydrogenophilus 
2918000 2919460 Hydrogenophilus 
ogenophilales; Hydrogenophilaceae; 


ref|NR_024660.1 
17 2924080 Pseudo 


Pseudoxanthomonas 
xanthomonas japonensis 
anthomonadaceae; Pseudoxanthomonas. 
ref |NR_026523.1| Skermania piniformis 
56 Skermania piniformis Bacteria; 
eae; Gordoniaceae; Skermania. 
ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 
; Microbacteriaceae; Frigoribacterium. 
ref|NR_026496.1] Anaerobacter 

3028583 3030038 Anaerobacter 
lostridiaceae; Anaerobacter. 
ref|NR_026492.1| Clostridium 

3033166 3034644 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 
m. 
Clostridium 
6 Clostridium 
stridium. 
Propionivibrio 
8 Propionivibrio 
cyclaceae; 


NR_026490.1 
3036217 303768 
stridiaceae; Clo 
ref|NR_026477.1 

3054533 305602 
ocyclales; Rhodo 


ref|NR_026474.1| Thauera selenatis 

94 Thauera selenatis Bacteria; 

; Thauera. 

ref |NR_026473.1 
3060645 306213 

docyclales; Rhod 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 


ref|NR_026468.1| Microbacterium 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


; Microbacterium. 


497272 Bacteria_16S 
strain N2 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
497272 Bacteria_16S 


strain DSM 12081 


Proteobacteria; Betaproteobacteria; 
497272 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


497272 Bacteria_16S 
MMZ 2415 16S ribosomal RNA, partial sequence 3119211 312059 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


497272 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


497272 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


497272 Bacteria_16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


497272 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; G 


497272 Bacteria_16S 


strain LMG 8678 1 
Proteobacteria; G 


strain LMG 947 16 
Proteobacteria; G 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


497272 Bacteria_16S 


strain LMG 733 16 
Proteobacteria; G 


497272 Bacteria_16S 


strain LMG 8670 1 
Proteobacteria; G 


497272 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; G 


497272 Bacteria_16S 


kroppenstedtii st 


3107326 3107409 1 
RNA, 


3113312 31133911 
16S ribosomal RNA, 


Rhodocyclales; Rhodocyclaceae; Azoarcus. 
3114868 3114959 1 92 gi| 219846845 |ref|NR_026437.1 
DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 311608 


84 


complete sequence 
Rhodobacterales; 


80 


gi 
31 


gi 


complete sequence 


219846850|ref 


219846846 |ref 
3113039 3 


NR_026442.1 


NR_026438.1 


Rhodovulum robiginosum 


07102 3108515 Rhodovulum robiginosum Bacteria; 


Rhodobacteraceae; Rhodovulum. 


Azoarcus anaerobius 


114569 Azoarcus anaerobius Bacteria; 


Microbacterium 
0 Microbacterium 


a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


3119492 3119559 25 


92 


gi 


219846842 |ref 


; Actinobacteria; Actinobacteridae; Actinomycetales; 


e; Corynebacterium. 

3147919 3147986 25 
51 16S 
acteria; 


3175391 3175458 25 
n DMMZ 


e; Corynebacterium. 
3178488 3178555 25 
IBS B52218 16S 


e; Corynebacterium. 
3181397 3181476 1 


ammaproteobacteria; 
3182949 3183028 1 


3184501 3184580 1 


3187605 3187684 1 
n LMG 9 
ria; Proteobacteria; 
3190709 3190788 1 


ammaproteobacteria; 
3193811 3193890 1 


ammaproteobacteria; 
3195363 3195442 1 


ammaproteobacteria; 


3199878 3199969 1 


92 


92 


92 


80 


S ribosomal RNA, partial sequence 


80 


80 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
497272 Bacteria_16S 


80 


80 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


80 


80 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


92 


gi 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


gi 


ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


3181138 31826 
Xanthomonadales; 


gi 


6S ribosomal RNA, partial sequence 3182688 31841 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
497272 Bacteria_16S 


gi 


3184240 31857 


gi 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


3190448 31919 
Xanthomonadaceae; 


gi 


6S ribosomal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


gi 


3195102 31966 
Xanthomonadaceae; 


gi 


219846823 |ref 


219846804 |ref 


2278 16S ribosomal RNA, partial sequence 3175122 317658 
ria; Actinobacteria; Actinobacteridae; 


219846802 |ref 


219846800|ref 


219846799 |ref 
219846798 


ref 


219846796 |ref 


Ww 


219846794 |ref 


219846792 |ref 
219846791 


ref 


219846788 |ref 


rain CCUG 35717 16S ribosomal RNA, partial sequence 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


497272 Bacteria_16S 


strain M408/89/1 


3201345 3201412 25 


92 


gi 


16S ribosomal RNA, partial sequence 3201064 32024 


219846787 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacterium. 


497272 Bacteria_16S 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


497272 Bacteria_16S 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacterida 


3205805 3205872 25 


3207331 3207398 25 


Corynebacteriaceae; Corynebacterium. 


497272 Bacteria_16S 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, par 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteri 


3213304 3213371 25 


Corynebacteriaceae; Corynebacterium. 


497272 Bacteria_16S 
imitans strain 2023 16S ribosomal RNA, partial sequence 


Corynebacterium. 


3214828 3214895 25 


92 


92 


92 


92 


gi 


gi 


gi 


gi 


219846784 |ref 


219846783 |ref 
e; Actinomycet 
219846778|ref 


tial sequence 
dae; Actinomyc 


219846777 |ref 


Actinomycetales; 


sequence 3178210 317953 


187344 318884 
Xanthomonadales; 


3205525 3207001 Coryne 
Corynebacterineae; C 


NR_026434.1 


NR_026415.1 


NR_026396.1 


NR_026394.1 
Corynebact 
NR_026392.1 


Xanthomon 
NR_026391.1 


Xanthomon 
NR_026390.1 


Xanthomon 
NR_026388.1 


Xanth 
NR_026386.1 
Xanthomon 
NR_026384.1 
NR_026383.1 
Xanthomon 
NR_026380.1 


319961 
Actinomyceta 


NR_026379.1 
Corynebacte 


NR_026376.1 


NR_026375.1 
ales; 
NR_026370.1 


321302 
etales; 


NR_026369.1 


Corynebacterium 
3 Corynebacterium 


Corynebacterineae; 


Corynebacterium 


3147642 3149116 Corynebacterium falsenii 
Corynebacterineae; Corynebacteriaceae; 


Corynebacterium 
0 Corynebacterium 


Corynebacterineae; 


Corynebacterium 
2 Corynebacterium 
erineae; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 
Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonadaceae; Xanthomon 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 

Corynebacterium 

4 3201013 Corynebacterium 
les; Corynebacterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 


Corynebacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 


Corynebacterineae; 


Corynebacterium 


3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


497272 Bacteria_16S 3222422 32225011 80 gi 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 


Janthinobacterium. 


497272 Bacteria_16S 3228490 3228557 25 92 gi 


Firmicutes; 
497272 Bacteria_16S 


Clostridia; Clostridiales; 


3234511 3234593 10 92 gi 


lipolytica strain JW265 16S ribosomal RNA, partial sequen 
Syntroph 


Bacteria; Firmicutes; 
497272 Bacteria_16S 
strain DSM 43678 
Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 3251150 3251217 25 92 
strain DSM 43311 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microtetraspora. 


Clostridia; Clostridiales; 


3249650 3249717 25 92 gi 


gi 


Strept 


Strept 


219846772 
sequence 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; 


219846768 
strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus 
Clostridiales Family XI. 


Incertae Sedis; 
219846764 
ce 3234298 3235755 Thermosyntropha lipolytica 
omonadaceae; 
219846754 
16S ribosomal RNA, partial sequence 3249381 3250829 Nonomuraea salmonea Bacteria; 
osporangineae; 
219846753 
16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
osporangineae; 


ref|NR_026364.1| Janthinobacterium 
3222170 3223638 Janthinobacterium 


Burkholderiales; Oxalobacteraceae; 


Anaerococcus octavius 
octavius Bacteria; 
Anaerococcus. 
NR_026356.1| Thermosyntropha 


ref|NR_026360.1 


ref 


Thermosyntropha. 
ref|NR_026346.1| Nonomuraea salmonea 

Streptosporangiaceae; Nonomuraea. 
ref|NR_026345.1| Microtetraspora glauca 


Streptosporangiaceae; 


497272 Bacteria_16S 3264713 3264780 25 92 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 3288903 3288982 1 80 gi|219846728|ref|NR_026320.1| Xanthomonas populi 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 


497272 Bacteria_16S 3290428 3290507 1 80 gi 


thomonadaceae; 
219846727 


Xanthomonas. 


ref|NR_026319.1] Xanthomonas oryzae 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 


497272 Bacteria_16S 3291980 3292059 1 80 
strain LMG 708 16S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 


497272 Bacteria_16S 3293532 3293611 1 80 

strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 
497272 Bacteria_16S 3295082 3295161 1 80 gi 


gi 


albilineans Bacteria; 
Xanthomonas. 
497272 Bacteria_16S 


Proteobacteria; Gammaproteobacteria 


3301226 3301293 25 92 gi 
Clostridia; 
497272 Bacteria_16S 


Clostridiales; Blautia. 


3319404 3319483 1 80 gi 


uence 


219846720 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; 


219846706 
pantelleriensis strain AAP 16S ribosomal RNA, partial seq 


uence 


thomonadaceae; 
219846726 
3291719 3293220 Xanthomonas fragariae Bacteria; 
thomonadaceae; 
219846725 
3293271 3294772 Xanthomonas axonopodis Bacteria; 
thomonadaceae; 
219846724 
albilineans strain LMG 494 16S ribosomal RNA, partial seq 
; Xanthomonadales; 


Xanthomonas. 
ref|NR_026318.1| Xanthomonas fragariae 
Xanthomonas. 
ref|NR_026317.1| Xanthomonas axonopodis 
Xanthomonas. 
ref|NR_026316.1] Xanthomonas 

3294823 3296322 Xanthomonas 
Xanthomonadaceae; 


Blautia schinkii 
Firmicutes; 


ref |NR_026312.1 


ref|NR_026298.1] Halomonas 
3319157 3320633 Halomonas 


pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

497272 Bacteria_16S 3336094 3336185 1 92 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 3337603 3337694 1 92 gi|219846693|ref|NR_026285.1| Mycobacterium 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

497272 Bacteria_16S 3339115 3339206 1 92 gi 
austroafricanum strain ATCC 33464 16S ribosomal RNA, part 
austroafricanum Bacteria; Actinobacteria; Actinobacterida 
Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 3351323 3351414 1 92 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
497272 Bacteria_16S 3352846 3352925 1 80 gi 
strain FB2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 
497272 Bacteria_16S 3385003 3385082 1 80 gi 
marismortui strain ATCC 17056 16S ribosomal RNA, partial 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria 
Chromohalobacter. 


219846692 
ial sequence 
Actinomycetales; 


e; 


219846683 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 


497272 Bacteria_16S 
strain DSM 20119 


3401529 34016201 92 gi 


497272 Bacteria_16S 3403067 3403158 1 92 gi 


497272 Bacteria_16S 3404599 3404690 1 92 gi 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
219846643 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219846642 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 


occineae; Microbacteriaceae; 
219846682 
3352589 33540 
alomonadaceae; 
219846659 
sequence 
; Oceanospirillales; 


sequence 3337354 3338813 Mycobacterium 
Actinomycetales; 


Corynebacterineae; 

ref|NR_026284.1| Mycobacterium 
3338864 3340325 Mycobacterium 

Corynebacterineae; 


ref|NR_026275.1| Agrococcus jenensis 
38 Agrococcus jenensis Bacteria; 
Agrococcus. 
ref|NR_026274.1| Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
Halomonas. 
ref|NR_026251.1] Chromohalobacter 
3384746 3386168 Chromohalobacter 
Halomonadaceae; 


ref|NR_026236.1 
49 Arthrobacter 


Arthrobacter oxydans 
oxydans Bacteria; 
Arthrobacter. 
Arthrobacter ilicis 
ilicis Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

3404336 3405815 Arthrobacter 


ref |NR_026235.1 
85 Arthrobacter 


histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


497272 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


497272 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


497272 Bacteria_16S 


strain DZZM 328 1 


Corynebacterium. 


497272 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


497272 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


497272 Bacteria_16S 


3416674 3416765 1 92 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3434260 3434327 25 92 gi 
CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
3435690 3435757 25 


‘ta 


qu 
in 


92 gi 


ne 
3437052 34371311 80 gi 
M 6976 16S ribosomal RNA, partial sequ 


acteria; Gammaproteobacteria; Pseudomo 
3438561 3438640 1 80 gi 


en 
na 


ammaproteobacteria; Pseudomonadales; M 
3440071 3440150 1 80 gi 


or 


ae; 


219846633 
al seque 
Actino: 


v 


219846620 


ence 
omycetal 


219846619 
6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


219846618 


ce 34368 
dales; 


axellace 


219846616 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 34412 


Proteobacteria; G 


497272 Bacteria_16S 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


497272 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


497272 Bacteria_16S 


strain DSM 20315 


strain DSM 20032 


strain DSM 20550 
Actinobacteria; A 


497272 Bacteria_1 


strain DSM 20541 
Actinobacteria; A 


497272 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


497272 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


497272 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


497272 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


497272 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


497272 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


497272 Bacteria_16S 


strain NCTC 11636 
Actinobacteria; A 


497272 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


ammaproteobacteria; Pseudomonadales; M 
3441580 3441659 1 80 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


or 


e 
i 


3443090 3443169 1 80 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3452409 3452500 1 92 gi 


se 


’ 


oc 


6S 3453936 3454027 1 92 gi 


oc 


6S 3455454 3455545 1 92 gi 


ctinobacteridae; Actinomycetales; Micr 
6S 3456993 3457084 1 92 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
3458488 3458579 1 92 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3460008 3460099 1 92 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

3461529 3461620 1 


oc 


al 
e; 


te 
ae 
92 gi 
ctinobacteridae; Actinomycetales; Micr 
3463052 3463143 1 92 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


rthrobacter. 
3464575 3464666 1 


oc 


ti 
da 
92 gi 
ctinobacteridae; Actinomycetales; Micr 
3466098 3466189 1 92 gi 


DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


oc 


se 
Ac 


3481222 3481313 1 92 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3491987 3492078 1 92 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 


no 


se 
id 


axellace 


219846615 


sequence 
a; 


219846614 


quence 
Pseudomo 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_1 219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_1 


occineae 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 


occineae 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 


occineae 


219846603 


sequenc 


219846602 


sequenc 
Actino: 


’ 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


occineae 


219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


occineae 


219846598 


quence 
tinomyce 


219846588 


34809 
mycineae 


219846581 


quence 
ae; Acti 


497272 Bacteria_16S 


strain DSM 44070 


3494938 3495005 25 
16S ribosomal RNA, 


92 gi 
complete sequence 


bacterin 


M 
219846617 
somal RNA, partial sequence 3438312 3439771 Acine 


Pseud 


ref 
nce 
myce 


es; 
ref 
eae; 
ref 


orax 
ref 

toba 

ae; 
ref 


ae; 
ref 


omon 
ref 


nada 
ref 


7 Mi 
ref 


7 Mi 
ref 


7 Mi 
ref 


7 Mi 
ref 


ref 
myce 
ref 


7 Mi 
ref 
nce 
omyc 
ref 


Mi 


tale 
ref 


; Ac 
ref 


nomy' 


219846579 


3433993 34 


03 3438261 Acine 


80 Acinetobacter 


3441331 34427 


3442841 34442 


68 Arthrobacter 


69 Nesterenkonia 


33 Arthrobacter 


79 Arthrobacter 


66 3482380 Actin 


3491744 3 


NR_026225.1 

341641 
tales; Acti 
NR_026212.1 
3537 
Corynebacte 
NR_026211.1 


Corynebact 


NR_026210.1 


ellaceae; Ac 
NR_026209.1 
cter lwoffii 
Acinetobacte 
NR_026208.1 


Acinetobacte 
NR_026207.1 
9 
adales; Mora 
NR_026206.1 
9 
les; Moraxel 
NR_026200.1 


crococcaceae 
NR_026199.1 


crococcaceae 
NR_026198.1 


crococcaceae 
NR_026197.1 


crococcaceae 
NR_026195.1 


e 3458220 345969 
Actinomycet 


ales; Microc 


NR_026194.1 


e 3459743 346121 


tales; Micro 


NR_026193.1 


crococcacea 
NR_026192.1 
346278 
etales; Micr 


NR_026191.1 


crococcaceae 


NR_026180.1 


tinomycetace 
NR_026173.1 
49320 
Cor 


cetales; 


ref 


NR_026171.1 


n 


r 


t 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 
e 


riaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 

Acinetobacter lwoffii 

Bacteria; 
ae 

Acinetobacter junii 
junii Bacteria; 

r. 

Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
occineae; 


; Micrococcus. 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


’ 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


v 


Arthrobacter pascens 


pascens Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Mycobacterium 

9 Mycobacterium 
ynebacterineae; 


Thermocrispum agreste 


3494639 3496156 Thermocrispum agreste 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Thermocrispum. 
497272 Bacteria_ 


strain ATCC 51856 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


497272 Bacteria_ 
strain DSM 43045 


497272 Bacteria_ 
strain DSM 20145 


497272 Bacteria_ 
testaceum strain 


testaceum Bacteri 


Microbacterium. 
497272 Bacteria_ 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


497272 Bacteria_ 
imperiale strain 


imperiale Bacteri 


Microbacterium. 
497272 Bacteria_ 


strain DSM 6984 1 
B 


Proteobacteria; 
497272 Bacteria_ 


strain DSM 6736 1 
Clost 


Firmicutes; 
497272 Bacteria_ 


paraputrificum st 
paraputrificum Ba 


497272 Bacteria_ 


strain 106 16S ri 
B 


Proteobacteria; 
497272 Bacteria_ 


strain BL 70/20 1 
Clost 


Firmicutes; 
497272 Bacteria_ 


cellobioparum str 
cellobioparum Bac 


497272 Bacteria_ 
hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 
497272 Bacteria_ 


strain 1066 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
497272 Bacteria_16S 
komossense strain 
Bacteria; Actinob 


Mycobacterium. 


497272 Bacteria_16S 
subsp. paratuberc 
avium subsp. para 
Corynebacterineae 
497272 Bacteria_16S 


strain NCTC 83785 
Bacteria; 


strain ATCC 43910 


Bacteria; Actinob 


Mycobacterium. 


497272 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


497272 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


497272 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


Proteob 
497272 Bacteria_16S 


16S 3497953 3498044 1 92 gi 


16S ribosomal RNA, partial sequence 


2 


16S 3503879 3503970 1 92 gil|2 


16S 3505411 3505502 1 92 gi|2 


16S 3506928 3507019 1 92 gi 
DSM 20166 16S ribosomal RNA, partial s 


2 


16S 3508449 3508540 1 92 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
; Microbacterium. 

16S 3509971 3510062 1 92 gi 
DSM 20530 16S ribosomal RNA, partial s 


2 
1 
; 


2 


16S 3522187 3522266 1 80 gi|2 
etaproteobacteria; Rhodocyclales; Rhod 
16S 3528313 3528380 25 92 gi|2 
ridia; Clostridiales; Clostridiaceae; 
16S 3549865 3549932 25 92 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
16S 3555991 3556070 1 80 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


16S 3592470 3592537 25 92 gi 


2 


ridia; Clostridiales; Clostridiaceae; 
16S 3593998 3594065 25 92 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
16S 3607748 3607839 1 92 gi 
ATCC 9874 16S ribosomal RNA, partial s 


1 


Mycobacterium. 
16S 3615339 3615430 1 92 
ibosomal RNA, partial sequence 


gi 


3616847 3616938 1 92 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3622464 3622555 1 92 gi 
ulosis strain 5617 16S ribosomal RNA, 

tuberculosis Bacteria; Actinobacteria; 
; Mycobacteriaceae; Mycobacterium; Myc 
3627067 3627146 1 80 gi 
16S ribosomal RNA, complete sequence 

acteria; Betaproteobacteria; Neisseria 
3636267 3636358 1 92 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


v 


al 


3663848 3663939 1 92 gi 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

3710727 3710794 25 92 gi 
I 16S ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; Cl 


no: 


oc 


oc 


eq 
a; Actinobacteria; Actinobacteridae; Act 


eq 
a; Actinobacteria; Actinobacteridae; Act 


6S ribosomal RNA, partial sequence 3521933 35234 
oc 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiu 
‘tal 
id 
219846538 
3555718 35572 
yclaceae; 
219846513 
6S ribosomal RNA, partial sequence 3592199 35936 
cl 
219846512 


Oc 


di 
219846500 
eq 
a; Actinobacteria; Actinobacteridae; Act 


219846495 
3615060 36165 
ne 
219846494 
ce 
al 


219846490 
pa 
Actinobac 
ob 
219846487 


le 
219846481 


219846462 
eq 


219846429 


19846577 


19846573 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


19846572 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


19846571 
uence 


19846570 


19846569 
uence 


19846561 


19846557 


19846543 


iales; C 


ostridiu 


sequence 
ales; Cl 


uence 
inomycet 


bacterin 


36165 


es; Cory 


rtial se 
acterium 


36267 


s; Neiss 


36360 


es; Cory 


uence 
inomycet 


37104 
ostridiu 


3719697 3719764 25 92 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; 


Clostridiaceae; 


219846422 
3719395 3720901 Clostridium chauvoei Bacteria; 
Clostridium. 


34976 
mycineae; 


occineae 


occineae 


inomycet 


sequence 
Actinomy 


inomycet 


yclaceae; 


al seque 


m. 


ref |NR_026169.1 
92 3499120 Actino 


Actinomyces radingae 

myces radingae Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref|NR_026165.1] Agromyces ramosus 

04 Agromyces ramosus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_026164.1| Microbacterium barkeri 

22 Microbacterium barkeri Bacteria; 

Microbacteriaceae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
les; Mi ccineae; 

Microbacterium 
5 Microbacterium 
ales; Micro neae; Microbacteriaceae; 
ref|NR_026153.1| Thauera aromatica 
32 Thauera aromatica Bacteria; 

; Thauera. 
ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 

m. 
ref 
nce 


Clostridium 

2 3551038 Clostridium 
lostridium. 

Zoogloea ramigera 
ramigera Bacteria; 


NR_026135.1 
354957 
lostridiaceae; C 
ref|NR_026130.1 
47 Zoogloea 
+ Zoogloea. 
ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 
m. 


NR_026104.1 
3593717 359520 
idiaceae; Cl 
NR_026092.1 
3607525 360892 
ales; Corynebact 


Clostridium 

3 Clostridium 
ostridium. 
Mycobacterium 
0 Mycobacterium 
erineae; 


, 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


ref 
quen 
teri 


NR_026082.1| Mycobacterium avium 
ce 3622221 3623683 Mycobacterium 
dae; Actinomycetales; 

avium complex (MAC). 

ref|NR_026079.1| Neisseria gonorrhoeae 
80 3628323 Neisseria gonorrhoeae 
eriaceae; Neisseria. 

ref|NR_026073.1| Mycobacterium duvalii 
02 3637503 Mycobacterium duvalii 
nebacterineae; Mycobacteriaceae; 


ref|NR_026054.1 
3663577 366509 
ales; Corynebact 


Mycobacterium 
2 Mycobacterium 
erineae; 


v 


ref |NR_026020.1 
25 3711931 Clostr 


Clostridium septicum 
idium septicum Bacteria; 


ref|NR_026013.1| Clostridium chauvoei 


497272 Bacteria_ 


hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

497272 Bacteria_16S 3734489 3734556 25 92 gi|219846411|ref|NR_026002.1 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 373565 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Microbispora. 

497272 Bacteria_16S 3737412 3737479 25 92 gi|219846409|ref|NR_026000.1 


strain IFO 14525 


Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_1 


strain IFO 14345 


16S 3721208 3721299 1 92 gi 


219846420 


16S ribosomal RNA, partial sequence 3737165 37385 


ref 


NR_026011.1 


Mycobacterium 


cterium hassiacum 
ycobacteriaceae; 


Microbispora rosea 


5 Microbispora rosea 
osporangineae; 


Nonomuraea recticatena 
77 Nonomuraea recticatena Bacteria; 


6S 3738875 3738942 25 92 gi 


Stre 


pt 


osporang 
219846408 
16S ribosomal RNA, partial sequence 3738628 37400 


ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025999.1| Nonomuraea polychroma 
40 Nonomuraea polychroma Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
497272 Bacteria_16S 3741803 3741870 25 92 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

497272 Bacteria_16S 3743268 3743335 25 92 gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea 


strain IFO 14094 


strain 104 


strain IFO 13155 


strain ATCC 27255 


3744733 3744800 25 92 
ibosomal RNA, partial sequence 


gi 


3746194 3746261 25 92 gi 


3832438 3832505 25 92 gi 
16S ribosomal RNA, partial sequence 


Stre 


Strept 


Strept 


pt 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 
16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 


osporang 
219846404 
3744485 37458 
osporang 
219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 


osporang 
219846340 
38321 


34 Nonomuraea ferruginea Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025995.1| Nonomuraea fastidiosa 
96 Nonomuraea fastidiosa Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025994.1| Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025930.1| Ruminococcus bromii 

73 3833552 Ruminococcus bromii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

497272 Bacteria_16S 3855034 3855113 1 80 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

497272 Bacteria_16S 3874852 3874931 1 80 gi|219846312|ref|NR_025902.1| Neisseria weaveri 


strain CDC 8142 1 


6S ribosomal RNA, partial sequence 3874615 38761 


01 Neisseria weaveri Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

497272 Bacteria_16S 3887309 3887388 1 80 gi|219846304|ref|NR_025894.1| Vitreoscilla 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 
497272 Bacteria_16S 3901070 3901137 25 92 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

497272 Bacteria_16S 3962582 3962661 1 80 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 


Proteobacteria; 


497272 Bacteria_16S 


strain 2761 16S 
Proteobacteria; 


497272 Bacteria_16S 
16S ribosomal RNA, partial sequence 3972687 39741 
Betaproteobacteria; Burkholderiales; Ox 
497272 Bacteria_16S 
daepoensis strain 
daepoensis Bacter 


strain IAM 12670 
Proteobacteria; 


Marinobacter. 


497272 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


497272 Bacteria_16S 


alimentarius stra 


alimentarius Bacteria; 


Psychrobacter. 


497272 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


497272 Bacteria_16S 


strain JC1078 16S 


al 


4018889 4018968 1 80 gi 


ia; Proteobacteria; Gammaproteobacteria; 
4020435 4020514 1 80 gi 
SW-145 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteria; 


4021978 4022057 1 80 gi 
in JG-100 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteri 
4038707 4038798 1 92 gi 
LTA-388 16S ribosomal RNA, partial sequ 
ia; Actinobacteria; Actinobacteridae; Ac 
Mycobacterium. 

4053706 4053797 1 92 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


497272 Bacteria_16S 


4058243 4058334 1 92 gi 


219846209 


219846208 
eq 


219846197 


219846184 
4053509 40549 


ref 
nce 


ref 
nce 


ref 
uence 
a; Pseudomon 


ref 
ence 
tinomycetale 


ref 


occineae; In 


219846181 


ref 


Alteromonadal 


Alteromonadal 


ad 


Ss; 


tr 


NR_025800.1 
4018632 40201 


NR_025799.1 
4020178 402167 


NR_025798.1 
4021723 402321 


NR_025787.1 
4038441 403994 


NR_025774.1 


Duganella. 


2 
es; 


es; 


ales; 


Corynebac 


Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 
3964089 3964168 1 80 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
3972938 3973017 1 80 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 
obacteraceae; 
219846210 
SW-156 16S ribosomal RNA, partial seque 


Marinobacter 


7 Marinobacter 
Alteromonadaceae; 


Marinobacter 


2 Marinobacter 
Alteromonadaceae; 


Psychrobacter 


6 Psychrobacter 
Moraxellaceae; 


Mycobacterium 


7 Mycobacterium 
terineae; 


Serinicoccus marinus 
29 Serinicoccus marinus Bacteria; 
asporangiaceae; 
NR_025771.1 


Serinicoccus. 
Citricoccus 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 


gi|219878440|ref|NR_025579.1| Lactobacillus spicheri strain LTH 5753 16S ribosomal RNA, partial sequence 
1476987 1478522 

gi| 219878381 |ref|NR_025520.1| Staphylococcus sciuri subsp. sciuri strain DSM 20345 16S ribosomal RNA, 

complete sequence 1478573 1480100 

gi|219878371|ref|NR_025510.1| Alicycliphilus denitrificans strain K601 16S ribosomal RNA, partial 

sequence 1480151 1481652 

gi|219878151|ref|NR_025290.1| Fusobacterium nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, 

partial sequence 1481703 1483108 

gi|219857506|ref|NR_025094.1| Kushneria marisflavi strain SW32 16S ribosomal RNA, partial sequence 
1483159 1484653 

gi|219857250|ref|NR_024880.1| Mesorhizobium tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 
1484704 1486179 

gi|219857235|ref|NR_024863.1| Rhizobium huautlense strain S02 16S ribosomal RNA, partial sequence 1486230 
1487690 

gi|219857134|ref|NR_024762.1| Streptomyces rimosus subsp. rimosus strain JCM 4667 16S ribosomal RNA, 

complete sequence 1487741 1489225 

gi| 219846947 |ref|NR_026539.1| Corynebacterium durum strain IBS G15036 16S ribosomal RNA, partial sequence 
1489276 1490698 

gi|219846902|ref|NR_026494.1| Clostridium saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 
1492247 

gi|219846714|ref|NR_026306.1| Xanthobacter agilis strain SA35 16S ribosomal RNA, partial sequence 1492298 
1493711 

gi|219846703|ref|NR_026295.1| Couchioplanes caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal 

RNA, partial sequence 1493762 1495216 

gi| 219846691 |ref|NR_026283.1| Tolumonas auensis DSM 9187 strain TA 4r 16S ribosomal RNA, complete 

sequence 1495267 1496682 

gi|219846665|ref|NR_026257.1| Halanaerobium saccharolyticum subsp. saccharolyticum strain DSM 6643 16S 

ribosomal RNA, complete sequence 1496733 1498218 

gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 51271 16S ribosomal RNA, complete sequence 1498269 
1499735 

gi|219846622|ref|NR_026214.1| Corynebacterium afermentans subsp. afermentans strain CIP 103499 16S 

ribosomal RNA, complete sequence 1499786 1501111 

gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea strain DSM 20127 16S ribosomal RNA, complete sequence 
1501162 1502633 

gi| 219846475 |ref|NR_026067.1| Rhizobium tropici strain USDA 9030 16S ribosomal RNA, partial sequence 
1502684 1504157 

gi|219846440|ref|NR_026031.1| Eubacterium saphenum ATCC 49989 strain 164-47 16S ribosomal RNA, partial 

sequence 1504208 1505550 

gi|219846365|ref|NR_025956.1| Thermoanerobacter brockii subsp. lactiethylicus strain SEBR 5268 16S 

ribosomal RNA, partial sequence 1505601 1507107 

gi|219846303|ref|NR_025893.1| Neisseria elongata subsp. elongata strain ATCC 25295 16S ribosomal RNA, 

complete sequence 1507158 1508633 

gi|219846290|ref|NR_025880.1| Lactobacillus paracasei subsp. paracasei strain R094 16S ribosomal RNA, 

partial sequence 1508684 1510205 

gi|219846273|ref|NR_025863.1| Abiotrophia defectiva ATCC 49176 strain GIFU 12707 16S ribosomal RNA, 

complete sequence 1510256 1511666 

gi|219878127|ref|NR_025266.1| Histophilus somni strain 8025 16S ribosomal RNA, partial sequence 1511717 
1513077 

gi|219878119|ref|NR_025258.1| Bacillus odysseyi strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 
1514643 

gi|219878113|ref|NR_025252.1| Mesorhizobium septentrionale strain SDW 014 16S ribosomal RNA, partial 

sequence 1514694 1516108 

gi|219873435|ref|NR_025194.1| Desulfotignum phosphitoxidans strain FiPS3 16S ribosomal RNA, partial 

sequence 1516159 1517596 

gi|219857618|ref|NR_025207.1| Hespellia stercorisuis strain PC18 16S ribosomal RNA, partial sequence 
1517647 1519115 

gi|219857617|ref|NR_025206.1| Hespellia porcina strain PC80 16S ribosomal RNA, partial sequence 1519166 
1520614 

gi|219857610|ref|NR_025199.1| Nocardia pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial 

sequence 1520665 1522156 

gi|219857543|ref|NR_025131.1| Treponema parvum strain OMZ833 16S ribosomal RNA, partial sequence 1522207 
1523691 

gi|219857527|ref|NR_025115.1| Selenomonas sputigena strain ATCC 35185 16S ribosomal RNA, partial sequence 
1523742 1525238 

gi|219857499|ref|NR_025087.1| Lactobacillus jensenii strain ATCC 25258 16S ribosomal RNA, partial 

sequence 1525289 1526784 

gi|219857435|ref|NR_025023.1| Actinomadura yumaensis strain JCM3369 16S ribosomal RNA, partial sequence 
1526835 1528288 

gi|219857434|ref|NR_025022.1| Actinomadura spadix strain JCM3146 16S ribosomal RNA, partial sequence 
1528339 1529796 

gi|219857433|ref|NR_025021.1| Actinomadura oligospora strain ATCC 43269 16S ribosomal RNA, partial 


sequence 


1529847 1531308 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; 


Citricoccus. 


497272 Bacteria_16S 4059724 4059803 1 80 gi|219846180|ref|NR_025770.1]| Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
497272 Bacteria_16S 4062740 4062831 1 92 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

497272 Bacteria_16S 4067287 4067362 5 80 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

497272 Bacteria_16S 4073359 4073450 1 92 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

497272 Bacteria_16S 4085647 4085714 25 92 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

497272 Bacteria_16S 4121798 4121881 1 84 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

497272 Bacteria_16S 4124849 4124940 1 92 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

497272 Bacteria_16S 4169409 4169488 1 80 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

497272 Bacteria_16S 4172562 4172629 25 92 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

497272 Bacteria_16S 4190869 4190948 1 80 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

497272 Bacteria_16S 4233202 4233293 1 92 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
497272 Bacteria_16S 13733 13811 2 80 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

497272 Bacteria_16S 42562 42636 25 99 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

497272 Bacteria_16S 80300 80374 25 99 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

497272 Bacteria_16S 84848 84922 25 99 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

497272 Bacteria_16S 100157 100231 25 99 gi|265678996|ref|NR_029304.1 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

497272 Bacteria_16S 103244 103318 25 99 gi|265678994|ref|NR_029302.1 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 10297 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; T 
Tsukamurella. 

497272 Bacteria_16S 118586 118660 25 99 gi| 265678983 |ref|NR_029291.1 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Promicromonosporaceae; Cellulosimicrobium. 

497272 Bacteria_16S 136794 136868 25 99 gi|265678971|ref|NR_029279.1 


strain 27 16S rib 


497272 Bacteria_16S 


strain ST26 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


138353 138427 25 


99 gi 


Micr 


136495 13800 
ococcineae 


265678970 


; Ce 
ref 


1llulomonadac 


Halobacillus litoralis 


litoralis Bacteria; 


Tsukamurella pulmonis 


6 104435 Tsukamurella pulmonis 


sukamurellaceae; 
Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 


NR_029278.1 


Sanguibacterac 


Sanguibacter suarezii 


138055 139531 Sanguibacter suarezii Bacteria; 
Micrococcineae; 


eae; Sanguibacter. 


497272 Bacteria_1 
strain ST50 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_1 
strain FF3 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
497272 Bacteria_1 
aurantiacus strai 
aurantiacus Bacte 


Kineosporiaceae; 


497272 Bacteria_1 
strain A30 16S ri 
G 
497272 Bacteria_1 
coprophilus strai 
coprophilus Bacte 


Proteobacteria; 


Rhodococcus. 


497272 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


497272 Bacteria_16S 


strain S-182 16S 
Firmicutes; 


castelarensis Bac 


Streptomycetaceae 
497272 Bacteria_16S 
nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 
497272 Bacteria_16S 
xylanilyticus str 


xylanilyticus Bac 


497272 Bacteria_16S 
xiligouense strai 


xiligouense Bacte 
Promicromonospora 


497272 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


497272 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


497272 Bacteria_16S 


strain XILO8 16S 


Xylanibacterium. 


497272 Bacteria_16S 


ferralitis strain 
ferralitis Bacter 
Streptomycetaceae 


497272 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


497272 Bacteria_16S 


putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 


497272 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


497272 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


497272 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


Lacto 
497272 Bacteria_16S 
castelarensis str 


6S 139882 139956 25 99 
ibosomal RNA, partial sequence 


gi 


6S 145872 145954 2 84 
bosomal RNA, partial sequence 


gi 


6S 147305 147379 25 99 gi 
n Ra 333 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 

6S 196165 196243 2 80 
bosomal RNA, partial sequence 


gi 


6S 245465 245539 25 99 gi 
n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


321002 321076 25 99 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
339744 339818 25 99 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
367919 367993 25 99 gi 
ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

373895 373969 25 99 gi 
n HKI 0315 16S ribosomal RNA, partial 


v 


ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
375415 375489 25 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 
389196 389270 25 99 gi 
n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ceae; Myceligenerans. 

392367 392441 25 99 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
398401 398475 25 99 gi 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 

406176 406250 25 
ribosomal RNA, 


, 


99 gi 


99 
complete sequence 


gi 


409232 409306 25 99 gi 
SFOp68 16S ribosomal RNA, partial seq 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

423194 423268 25 99 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

435637 435711 25 99 gi 
ain F18-98 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

452533 452607 25 99 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

454131 454205 25 99 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

493887 493961 25 99 gi 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


, 


gi 


’ 


gi 


gi 


501606 501680 25 99 gi 


139582 14105 


145646 14699 


195893 19735 
ammaproteobacteria; Methylococcales; M 


405881 40739 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


422881 42442 


452220 45376 


453819 45536 


265678969 


ococcineae 
265678965 


’ 


hodobacter 
265678964 

quence 
Actinomyc 


265678932 


ococcineae; 


265678782 
uence 
Actinomyce 


265678772 


265678764 
sequence 


265678752 


265678751 


265678722 
quence 
Actinomy 


’ 


265678717 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


8 Sanguibacter 


etal 


ref 
tale 


ref 
5 Bacillus algicola Bacteria; 


ref 
e; Actinomycet 


ref 
8 Macrococcus lamae Bacteria; 


ref 
6 Macrococcus hajekii Bacteria; 


ref 
ceta 


ref 
501307 502811 Bacillus indicus Bacteria; 


ref|NR_029277.1 


Sa 
ref 


nguibacterac 
NR_029273.1 


e; Marinovu 
ref |NR_029272.1 

147044 148460 
es; Kineospo 


ref|NR_029240.1 


Promicromonosp 


NR_029087.1 
408966 410455 
s; Streptomy 


NR_029077.1 
NR_029069.1 
435340 436871 


ales; Strept 


NR_029057.1 


NR_029056.1 


NR_029027.1 
493586 495067 
les; Microco 


Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Marinovum algicola 


3 Marinovum algicola Bacteria; 


acea m. 


Kineococcus 
Kineococcus 
riineae; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


ethylococcaceae; Methylomicrobium. 
265678898 | ref |NR_029206.1| Rhodococcus 
equence 245166 246646 Rhodococcus 
Actinomycetales; Corynebacterineae; Nocardiaceae; 
265678846 |ref|NR_029151.1| Bacillus 
sequence 320691 322234 Bacillus 
illaceae; Bacillus 
265678831|ref|NR_029136.1| Pediococcus parvulus 
339450 340885 Pediococcus parvulus Bacteria; 
cus. 
265678809|ref|NR_029114.1| Streptomyces 
sequence 367645 369119 Streptomyces 
e; Actinomycetales; Streptomycineae; 
265678805|ref|NR_029110.1| Kitasatospora 
sequence 373661 375050 Kitasatospora 
Actinomycetales; Streptomycineae; 
265678804|ref|NR_029109.1| Paenibacillus 
sequence 375101 376646 Paenibacillus 
cillaceae; Paenibacillus. 
265678795 |ref|NR_029100.1| Myceligenerans 
sequence 388894 390431 Myceligenerans 
Actinomycetales; Micrococcineae; 
265678793|ref|NR_029098.1| Paenibacillus 
sequence 392074 393575 Paenibacillus 
illaceae; Paenibacillus. 
265678789 |ref|NR_029094.1| Nocardia 
tial sequence 398145 399618 Nocardia 
idae; Actinomycetales; Corynebacterineae; 
265678784 |ref|NR_029089.1| Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 
Streptomyces 
Streptomyces 
cineae; 

Bacillus algicola 
Kitasatospora 
Kitasatospora 


omycineae; 


Macrococcus lamae 


Macrococcus hajekii 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


NR_029022.1 


Bacillus indicus 


497272 Bacteria_16S 525914 525988 25 99 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

497272 Bacteria_16S 553403 553477 25 99 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

497272 Bacteria_16S 598539 598613 25 99 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
497272 Bacteria_16S 600069 600143 25 99 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

497272 Bacteria_16S 606225 606299 25 99 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

497272 Bacteria_16S 609296 609370 25 99 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

497272 Bacteria_16S 630651 630725 25 99 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
497272 Bacteria_16S 635214 635288 25 99 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 


strain HKI 0120 1 


strain HKI 0119 1 


Streptomycetaceae 


497272 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


497272 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


497272 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


497272 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


497272 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


oc 
636745 636819 25 99 gi 
oc 
656392 656466 25 99 gi 
s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 

660955 661029 25 99 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
685063 685153 2 92 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
700301 700375 25 99 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
701787 701861 25 99 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
718346 718420 25 99 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
727636 727733 1 99 gi 


A, 
er 


’ 


ti 
ac 


ce 
ac 


Paenibacillus. 
en 
il 


acteria; Gammaproteobacteria; Chromatial 
761571 761645 25 99 gi 
in NEMla 16S ribosomal RNA, partial se 


eria; Firmicutes; Bacillales; Paenibacil 


497272 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


497272 Bacteria_16S 


satelles strain V 
satelles Bacteria 


497272 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


497272 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


497272 Bacteria_16S 


strain S1 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


781659 781733 25 99 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

783223 783297 25 99 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
790821 790907 6 92 gi 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
816891 816965 25 99 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
836697 836779 10 92 gi 
osomal RNA, partial sequence 


s 


7 Ss; 


ba 


497272 Bacteria_16S 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 


851704 851778 25 99 gi 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 265678626 
6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 
melanosporofacien 


melanosporofacien 


265678612 


265678608 


265678592 


265678582 
699985 70142 


265678581 
701473 70290 


265678569 


265678563 


265678538 
quence 


265678524 
sequence 
dae; 


265678523 


265678518 
complete sequence 790537 79204 
sychromona 
265678501 
nce 


265678488 
836449 83791 
nebacterin 
265678478 


; In 
ref 


occineae trasporangia 


NR_028931.1 


occineae; Intrasporangia 
ref |NR_028917.1 
sequence 656132 


tinomycetales; S 


partial 
idae; Ac 


ref 
nce 


NR_028913.1 
al seque 660668 
occus. 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref |NR_028887.1 
2 Paenibacillus 


68477 
terales; 


ref|NR_028886.1 
9 Paenibacillus 


ref |NR_028873.1 
ce 718019 719581 Virgib 
lus. 
ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028842.1 
761257 762788 
Paenibacillus. 
ref |NR_028828.1 
781358 782875 
omycetales; Micr 


72737 


es; Ecto 


laceae; 


Actin 


ref |NR_028827.1 

782926 784381 
piraceae; Shuttl 
ref |NR_028821.1 
3  Psychromonas 
daceae; Psychrom 
ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 


ref |NR_028791.1 


equence 
Lachnos 


81658 
cteroida 


eae; Nocardiacea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Streptomyces 

657614 Streptomyces 
treptomycineae; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Virgibacillus 
acillus marismortui 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Paenibacillus 
Paenibacillus 


Xylanimonas 
Xylanimonas 
ococcineae; 


Shuttleworthia 
Shuttleworthia 
eworthia. 
Psychromonas arctica 


arctica Bacteria; 


onas. 
Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 


ref |NR_028781.1 
851409 852783 


Kineococcus 
Kineococcus 


radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 


497272 Bacteria_16S 
strain Z-7191 16S 
Firmicutes; Clost 
497272 Bacteria_16S 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnemataceae; 
497272 Bacteria_16S 
strain LSv21 16S 
Proteobacteria; 

497272 Bacteria_16S 
strain PSv29 16S 
Proteobacteria; 

497272 Bacteria_16S 
strain DSS-3 16S 


497272 Bacteria_16S 
caldoxylosilyticu 
caldoxylosilyticu 
497272 Bacteria_16S 


cheerisanensis strain YC75 16S ribosomal RNA, partial s 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 


891043 891117 25 


Halanaerobiales; 
912602 912700 1 


921973 922071 1 


925088 925178 2 


929626 929708 2 


957539 957637 1 


Firmicutes; 
968282 968356 25 


Streptomycetaceae; Kitasatospora. 


497272 Bacteria_16S 


peptidolytica strain F12-50-Al 16S ribosomal RNA, parti 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alte 


Pseudoalteromonas. 
497272 Bacteria_16S 


1005113 1005203 2 


1008117 1008191 25 


99 


ribosomal RNA, partial sequence 


ridia; Halobacteroidaceae; 


99 


99 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


92 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


84 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


99 


Bacillales; 
99 


92 


99 


strain T7 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
497272 Bacteria_16S 
danicus strain DB 
Bacteria; Firmicutes; 
497272 Bacteria_16S 

strain IFM 10035 


497272 Bacteria_16S 
strain IFM 0784 1 


497272 Bacteria_16S 
strain IFM 0575 1 


497272 Bacteria_16S 
strain IFM 10084 


497272 Bacteria_16S 
strain YZ-96 16S 


497272 Bacteria_16S 
strain IFM 0245 1 


497272 Bacteria_16S 


ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 


ryukyuensis Bacteria; 
497272 Bacteria_16S 
strain JCM 4837 1 


497272 Bacteria_16S 
1139 16S ribosoma 
Bacillales; Bacil 
497272 Bacteria_16S 
scabrisporus stra 


Streptomycetaceae; 
497272 Bacteria_16S 
strain AAFu3 16S 
Deferribacteres; 
497272 Bacteria_16S 


lales; 


1 RNA, 
laceae; 


Bacillaceae; 
1034055 1034129 25 


Bacillales; 


1038614 1038688 25 


1040123 1040197 25 


1041661 1041735 25 


1043221 1043295 25 


1044777 1044851 25 


1052353 1052427 25 


1055351 1055425 25 


Firmicutes; Bacilla 


1085284 1085358 25 


1086841 1086915 25 
complete sequence 
Bacillus. 
1097410 1097484 25 


1148923 1149013 10 


1154901 1154975 25 


Bacillus. 


99 


99 


99 


99 


99 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


99 gi| 265678348 

1044481 10459 

99 gi| 265678342 

99 gi| 265678340 

les; Bacillaceae; Parali 

99 gi| 265678319 

Streptomycinea 

99 gi| 265678318 

1086532 1088056 Bacil 

99 gi| 265678311 
sequence 

Actinomy 

100 gi| 253680757 


ribosomal RNA, partial sequence 
Deferribacterales; 


99 


gi 
89 


gi 


train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
Lechevalieria. 


gi 
92 


gi 
92 


gi 
92 


gi 


s strain $1812 16S ribosomal RNA, part 
s Bacteria; 


gi 


gi 


gi 


1007814 10092 


gi 


4 16S ribosomal RNA, partial sequence 
Paenibacillaceae; Aneurinibacil 


gi 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 


in KM-4927 16S ribosomal RNA, partial 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


1148654 11501 


Deferribacteraceae; Geovibrio. 


gi 


265678450 
0778 89219 


265678436 
dae; 


265678430 
1679 92319 


265678428 
4822 92631 


265678425 
9371 93083 
265678406 


265678398 
equence 


265678374 
al sequenc 


265678372 


265678355 


10337 


265678352 


265678351 


265678350 


265678349 


Oren 


artial sequenc 
Actinomyc 


Desulfobacter 


Desulfobacter 


hodobacter 


ial sequen 
Bacillaceae; 


ref|NR_028752.1 
ia. 
ref|NR_028738.1 
e 91233 


etales; 


ref|NR_028732.1 
8 Desulfofrigus 
aceae; Desu 
NR_028730.1 


ref 


aceae; 
ref |NR_028727.1 
3 Ruegeria pome 
ref |NR_028708.1 


Geobacillus. 
ref |NR_028700.1 


ref|NR_028676.1 
e 1004861 10063 
romonadales; Ps 


ref|NR_028674.1 
65 Bacillus edap 


ref|NR_028657.1 
71 1035187 Aneur 
lus group; Aneu 
ref|NR_028654.1 
31 Nocardia arth 
eae; Nocardiace 
ref |NR_028653.1 
34 Nocardia pneu 
eae; Nocardiace 
ref|NR_028652.1 
83 Nocardia arao 
eae; Nocardiace 
ref |NR_028651.1 
30 Nocardia higo 
eae; Nocardiace 
ref|NR_028650.1 
88 Nocardia shim 
eae; Nocardiace 
ref |NR_028644.1 
15 Nocardia asia 
eae; Nocardiace 
ref |NR_028642.1 
1055053 10565 
obacillus. 
ref|NR_028621.1 
81 Streptomyces 
e; Streptomycet 
ref |NR_028620.1 
lus 


ref|NR_028613.1 
1097121 10985 
cetales; 


ref|NR_028005.1 


253680753 


ref|NR_028001.1 


2 
Pseudonocardineae; 


1 


aceae; Ruegeria. 


ce 957258 958773 


967981 969477 
Actinomycetales; 


0 
eudoalteromonadaceae; 


ae; 


ae; 


ae; 


ae; 


ae; 


ae; 


5 


aceae; 


akibai Bacte 


9 
Streptomycineae; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Lechevalieria 
913840 Lechevalieria 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 
Desul 


fofaba. 
Ruegeria pomeroyi 
royi Bacteria; 


Geobacillus 
Geobacillus 


Kitasatospora 
Kitasatospora 


Streptomycineae; 


Pseudoalteromonas 
8 Pseudoalteromonas 


Bacillus edaphicus 
hicus Bacteria; 


Aneurinibacillus 


inibacillus danicus 
xr 


inibacillus. 
Nocardia arthritidis 
ritidis Bacteria; 
Nocardia. 
Nocardia pneumoniae 
moniae Bacteria; 
Nocardia. 
Nocardia araoensis 
ensis Bacteria; 
Nocardia. 
Nocardia higoensis 
ensis Bacteria; 
Nocardia. 
Nocardia shimofusensis 
ofusensis Bacteria; 
Nocardia. 
Nocardia asiatica 
tica Bacteria; 
Nocardia. 
Paraliobacillus 
2 Paraliobacillus 


Streptomyces tauricus 
tauricus Bacteria; 
Streptomyces. 
Bacillus akibai strain 
ria; Firmicutes; 


Streptomyces 
9 Streptomyces 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Oceanobacillus 


iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 


Bacteria; Firmicutes; 


Bacillales; 


Bacillaceae; 


Oceanobacillus. 


497272 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


497272 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


497272 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


497272 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


497272 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


497272 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 


1183746 1183820 25 99 gi|228717037|ref|NR_027558.1| Anaerotruncus 
7241 16S ribosomal RNA, partial sequence 1183485 1184849 Anaerotruncus colihominis DSM 
irmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerotruncus. 

1218404 1218478 25 99 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 

16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 

1284625 1284699 25 99 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
ain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 

1286182 1286256 25 99 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
in YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 

1296683 1296757 25 99 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
bosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
lales; Bacillaceae; Bacillus. 

1301239 1301313 25 99 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

497272 Bacteria_16S 1308819 1308897 2 80 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

497272 Bacteria_16S 1310292 1310370 2 80 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

497272 Bacteria_16S 1314956 1315030 25 99 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

497272 Bacteria_16S 1324257 1324331 25 99 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

497272 Bacteria_16S 1336432 1336514 2 84 gi| 228721486 |ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

497272 Bacteria_16S 1345673 1345747 25 99 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

497272 Bacteria_16S 1348745 1348819 25 99 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sang 
Sanguibacter. 

497272 Bacteria_16S 1383397 1383479 10 92 gi|228716944|ref|NR_027557.1 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 13845 

Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 
497272 Bacteria_16S 1402801 1402891 2 92 gi| 219857444 |ref|NR_025032.1 
ulvae strain UL12 16S ribosomal RNA, partial sequence 1402605 1403959 Pseudo 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 
Pseudoalteromonas. 

497272 Bacteria_16S 1411797 1411887 2 92 gi|224581450|ref|NR_027234.1 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 14130 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Alg 
497272 Bacteria_16S 1425589 1425663 25 99 gi|224581441|ref|NR_027223.1 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 142681 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

497272 Bacteria_16S 1427154 1427228 25 99 gi|224581440|ref|NR_027222.1 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 142837 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Streptomyces. 

497272 Bacteria_16S 1434871 1434945 25 99 gi|224581431|ref|NR_027213.1 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

497272 Bacteria_16S 1448737 1448811 25 99 gi|224581421|ref|NR_027202.1 


aerolata strain V 


Promicromonospora 


-54A 16S ribosomal RNA, partial sequence 


uibacteraceae; 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


Paenibacillus 
acillus antarcticus 


Promicromonospora 


1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


497272 Bacteria_16S 


strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus 
Lactobacillaceae; 


Firmicutes; 
497272 Bacteria_16S 


Lactobacillales; 


1477293 1477367 25 


1519434 1519516 10 


99 


92 


strain PC80 16S ribosomal RNA, partial sequence 


Firmicutes; 
497272 Bacteria_16S 


1520925 1521007 10 


92 


gi|219878440 


Lactobacillus. 


gi|219857617 


1519166 15206 
Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 


gi|219857610 


ref|NR_025579.1 


ref 


NR_025206.1 


ref |NR_025199.1 


Lactobacillus spicheri 
spicheri Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Nocardia 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 


pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 


497272 Bacteria_16S 


1540829 1540903 25 


99 


gi] 219857375 


Actinomycetales; 


ref|NR_024963.1 


Corynebacterineae; 


Actinokineospora 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 


globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
497272 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
497272 Bacteria_16S 
ayderensis strain 
Bacteria; 
497272 Bacteria_16S 
paranensis strain 


Streptomycetaceae; 
497272 Bacteria_16S 
terrestris strain 


Streptomycetaceae; 
497272 Bacteria_16S 
gansuensis strain 


Streptomycetaceae; 
497272 Bacteria_16S 


Actinokineospora. 
1542389 1542463 25 


Actinokineospora. 


1554411 1554485 25 


1555833 1555907 25 


1557327 1557401 25 


1558821 1558895 25 


1561830 1561904 25 


99 


NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


99 


AB04 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


99 


HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


99 


HKI 0186 16S ribosomal RNA, partial sequence 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


99 


HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


99 


gi| 219857374 


gi|219857209 


gi|219846194 


219846193 


gi 


gi|219846192 


gi|219846143 


kestanbolensis strain K4 16S ribosomal RNA, partial sequence 


kestanbolensis Bacteria; 


497272 Bacteria_16S 
strain MK27-91F2 


497272 Bacteria_16S 


Firmicutes; 
1573807 1573881 25 


1586020 1586094 25 


Bacillales; 


99 


99 


LMG 22167 16S ribosomal RNA, partial sequence 


Bacillales; 
497272 Bacteria_16S 
strain DSM 40258 


497272 Bacteria_16S 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
497272 Bacteria_16S 
strain DSM 43049 


497272 Bacteria_16S 


olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 159812 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
497272 Bacteria_16S 
strain DSM 40597 


497272 Bacteria_16S 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


Bacillaceae; 


Bacillus. 
1589117 1589191 25 


1590665 1590739 25 


1596854 1596928 25 


1598402 1598476 25 


1599950 1600024 25 


1601498 1601572 25 


99 


99 


99 


99 


99 


99 


Bacillaceae; 


gi|219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi|219878487 


1585730 1587233 Bacillus humi 


gi|219878485 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878484 


gi|219878480 


16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878479 


gi|219878478 


16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219878477 


Actinomycetales; 


sequence 1542095 154360 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Anoxybacillus. 


sequence 
Actinomycetales; 


RNA, partial sequence 


ref|NR_024962.1 


ref |NR_024837.1 


ref|NR_025784.1 
1555586 155703 


ref|NR_025783.1 
1557082 155852 


ref|NR_025782.1 
1558576 156000 


ref|NR_025733.1 
1561538 156291 
ref 


NR_024687.1 


Actinosynne 
NR_025626.1 


ref 


ref|NR_025624.1 


ref|NR_025623.1 
1590391 159188 
Strepto 


ref|NR_025619.1 


ref|NR_025618.1 


ref|NR_025617.1 
73 Streptomyces 


ref|NR_025616.1 


Pseudonocardineae; 


Actinokineospora 
6 Actinokineospora 


Pseudonocardineae; 


Anoxybacillus 


1554124 1555535 Anoxybacillus ayderensis 


Kitasatospora 
1 Kitasatospora 


Streptomycineae; 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Kitasatospora 
4 Kitasatospora 


Streptomycineae; 


Anoxybacillus 
3 Anoxybacillus 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Bacillus humi strain 
Bacteria; Firmicutes; 


Streptomyces catenulae 


40 Streptomyces catenulae Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 
mycineae; 


Streptomyces niger 


niger Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


violens Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 
497272 Bacteria_16S 
bolidensis strain 


Intrasporangiaceae; 
497272 Bacteria_16S 


maitriensis strain Sl 16S ribosomal RNA, partial sequence 
Planococcaceae; 


Bacteria; Firmicutes; 
497272 Bacteria_16S 


Streptomycetaceae; 


1625655 1625729 25 


1634840 1634914 25 


Bacillales; 
1639251 1639325 25 


Streptomyces. 


99 


99 


99 


strain SNG49 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


gi|219878459 


CCUG 47306 16S ribosomal RNA, partial sequence 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; 
Arsenicicoccus. 


gi|219878453 


gi|219878450 


Actinomycetales; 


16345 
Planococcus. 


ref|NR_025598.1 
1625384 162685 
Micrococc 


ref|NR_025592.1 
30 1635961 Planoc 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Planococcus 
occus maitriensis 


ref|NR_025589.1 


Nocardiopsis aegyptia 


1638983 1640469 Nocardiopsis aegyptia Bacteria; 


497272 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
497272 Bacteria_16S 


strain 75-80 16S 
Proteobacteria; 


strain 4-1 16S ri 
Firmicutes; Bacil 


497272 Bacteria_16S 


rifietoensis stra 
Bacteria; 


karajensis strain 
Bacteria; 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


497272 Bacteria_16S 
16S ribosomal RNA, partial sequence 1739732 17412 


strain DSM 44494 


G 
497272 Bacteria_16S 


Firmicutes; 
497272 Bacteria_16S 


Firmicutes; 
497272 Bacteria_16S 


1651477 1651551 25 99 gi| 219878441 |ref|NR_025580.1] Bacillus 
s strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1659150 1659240 2 92 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

1685035 1685109 25 99 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
bosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
lales; Bacillaceae; Bacillus. 

1689585 1689659 25 99 gi|219878414|ref|NR_025553.1| Planococcus 
in M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 

Bacillales; Planococcaceae; Planococcus. 

1702016 1702090 25 99 gi|219878406|ref|NR_025545.1| Halobacillus 

MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 

Bacillales; Bacillaceae; Halobacillus. 

1738442 1738524 10 92 gi|219878382|ref|NR_025521.1]| Actinomyces 
in CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 
1740020 1740094 25 99 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 


Actinobacteria; Actinobacteridae; Actinomycetales; 


497272 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


497272 Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


497272 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequenc 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 


Dermabacteraceae; 


497272 Bacteria_16S 


strain ISP 5293 1 


1752192 1752266 25 


lales; Bacillaceae; 


1761404 1761478 25 


1762926 1763000 25 


Brachybacterium. 
1771782 1771856 25 


99 


99 


99 


99 


Actinobacteria; Actinobacteridae; Actinomycetales; 


497272 Bacteria_16S 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacteridae; 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


497272 Bacteria_16S 
ain DSM 1355 16S ribosomal RNA, partia 


agaridevorans str 
agaridevorans Bac 


497272 Bacteria_16S 
n DSM 1327 16S ribosomal RNA, partial 


agarexedens strai 
agarexedens Bacte 


497272 Bacteria_16S 
n SG 3301 16S ribosomal RNA, partial s 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


497272 Bacteria_16S 
n LMG 20964 16S ribosomal RNA, partial 


carmonensis strai 
carmonensis Bacte 


497272 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


497272 Bacteria_16S 
LMG 19488 16S ribosomal RNA, 
Bacillales; 


necropolis strain 
necropolis Bacter 


497272 Bacteria_16S 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


497272 Bacteria_16S 


strain DSM 46000 


antarcticus strai 
antarcticus Bacte 


1773280 1773354 25 


; Streptomyces. 

1777848 1777922 25 
teria; Firmicutes; 
1779397 1779471 25 


Firmicutes; 
1786889 1786987 1 


ria; 


ria; Proteobacteria; 
1789875 1789949 25 


Firmicutes; 
1800513 1800587 25 


ria; 


tes; Bacillales; 


1803646 1803720 25 


Firmicutes; 
1805201 1805275 25 


ia; 


; Oerskovia. 
1806739 1806813 25 
1808273 1808347 25 


ria; Firmicutes; 


497272 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


1823615 1823689 25 
16S ribosomal RNA, 
tes; Bacillales; 


99 


IS1 16S ribosomal RNA, partial sequenc 
Paenibacillaceae; 


Paenibacillus. 
99 gi| 219878333 
complete sequence 
Bacillaceae; Virgiba 
99 gi| 219878332 
al sequenc 
Actinom 
99 gi| 219878331 


Streptosporang 
gi| 219878372 


16S ribosomal RNA, partial sequence 1751903 17534 
Bacillus. 


219878364 
equence 
inomycet 


gi 
gi| 219878363 
Act 


ridae; 


gi|219878355 


6S ribosomal RNA, partial sequence 1771537 17729 


Streptomycinea 
gi| 219878354 
al sequenc 


Actino: 

99 gi|219878351 
1 sequence 
Bacillales; Paenibacillaceae; 
99 gi| 219878350 

sequence 
Bacillales; Paenibacillaceae; P 
99 gi| 219878344 

equence 

Gammaproteobacteria; Chroma 

99 gi| 219878342 

sequence 
Bacillales; Bacillaceae; Virgib 
99 gi| 219878335 
e 18002 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
497272 Bacteria_16S 
n CMS 260r 16S ribosomal RNA, partial 
Bacillales; 


36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025511.1 


ref|NR_025503.1 
1761124 176259 
ales; Micrococci 


ref|NR_025502.1 
e 176264 
inomycetales; Mi 
ref|NR_025494.1 
e; Streptomyceta 
ref|NR_025493.1 
e 1773034 177448 
mycetales; Strep 


ref|NR_025490.1 
1777548 177905 
Paenibacillus. 
ref|NR_025489.1 
1779107 178061 
aenibacillus. 
ref |NR_025483.1 
1786631 178798 
tiales; Ectothio 


ref|NR_025481.1 

1789570 179108 
acillus. 
ref|NR_025474.1 
19 1801737 Paenib 


NR_025472.1 
1803341 180486 
cillus. 
ref|NR_025471.1 
e 1804913 180639 
ycetales; Microc 


ref 


ref|NR_025470.1 
; Cellulomonadac 
ref|NR_025469.1 

1807983 180946 
nococcus. 


occineae 

99 gi| 219878330 
sequence 

Planococcaceae; Pla 

99 gi| 219878320 


complete sequence 
Bacillaceae; 


Halobacillus. 


halophila Bacteria; 


saceae; Nocardiopsis. 
Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Streptomyces arenae 


83 Streptomyces arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Virgibacillus 
7 Virgibacillus 


Paenibacillus 
acillus stellifer 


Virgibacillus 
2 Virgibacillus 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Planococcus 
1 Planococcus 


ref|NR_025459.1 


Halobacillus trueperi 


1823301 1824836 Halobacillus trueperi 


497272 Bacteria_16S 1841920 1841994 25 99 gi| 219878307 |ref|NR_025446.1 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 18431 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

497272 Bacteria_16S 1843485 1843559 25 99 gi|219878306|ref|NR_025445.1 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum me] 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

497272 Bacteria_16S 1856958 1857032 25 99 gi| 219878296 |ref|NR_025435.1 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

497272 Bacteria_16S 1876789 1876863 25 99 gi| 219878283 |ref|NR_025422.1 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 187800 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

497272 Bacteria_16S 1895432 1895522 2 92 gi| 219878267 |ref|NR_025406.1 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
497272 Bacteria_16S 1910124 1910222 1 99 gi| 219878256 |ref|NR_025395.1 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 191128 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

497272 Bacteria_16S 1914661 1914735 25 99 gi| 219878252 |ref|NR_025391.1 
azoreducens strain CMl 16S ribosomal RNA, partial sequence 1914361 1915860 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

497272 Bacteria_16S 1917813 1917887 25 99 gi| 219878249 |ref|NR_025388.1 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 19190 

Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

497272 Bacteria_16S 1940589 1940663 25 99 gi| 219878234 |ref|NR_025373.1 


strain LMG 18435 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


497272 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


497272 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


497272 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


497272 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


497272 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


497272 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain DSM 43030 


Actinobacteria; Actinoba 
497272 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain PK-Blue 16 
Actinobacteria; A 


497272 Bacteria_16S 


Bacillus. 
99 


lales; Bacillaceae; 


1942135 1942209 25 gi 
lales; Paenibacillaceae; Paenibacillus 
1963502 1963600 1 99 gi 
ain NCIMB 9548 16S ribosomal RNA, part 


teria; Proteobacteria; Betaproteobacte 


1973941 1974015 25 99 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Marinibacillus. 
2047483 2047557 25 99 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
2053729 2053803 25 99 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2070450 2070524 25 99 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2094888 2094962 25 99 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2110111 2110185 25 99 
16S rib 


gi 


v 


gi 


Stre 
gi 


cteridae; Actinomycetales; 
2114633 2114707 25 99 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
2119239 2119313 25 99 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2123734 2123808 25 99 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2125290 2125364 25 99 
ribosomal RNA, partial sequence 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 1940300 19418 


al 
e; 


ue 
(ons 


pt 


219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878219 
ia 


rl 


219878212 
1973642 19751 


219878160 
2047168 20487 


219878155 


219878143 
219878125 
2094597 20961 


219873436 
osomal RNA, partial sequence 2109822 21113 


219857 
2114343 21158 


219857 
2118933 21204 


219857 
2123444 21249 


219857 
2125001 21265 


ref |NR_025372.1 
47 Paenibacillus 


ref |NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


1 sequen 
a; Hydro 


ref|NR_025351.1 


ref|NR_025299.1 
07 Paenibacillus 


ref|NR_025294.1 
sequence 2053442 205491 
Actinomycetales; Strept 


ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025264.1 


nce 
llaceae; 


ref|NR_025250.1 
30 Streptomyces 
e; Streptomyceta 
ref|NR_025247.1 


omycinea 
658 


655|ref|NR_025244.1 


54 Halobacillus 


652|ref|NR_025241.1 


651|ref|NR_025240.1 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Isobaculum melis 
lis Bacteria; 


Trichococcus palustris 


palustris Bacteria; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Actinomyces 
2 Actinomyces 
mycineae; 


Paenibacillus 
acillus azoreducens 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Thiobacillus 
6 Thiobacillus 


drogenophilaceae; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Streptomyces 
9 Streptomyces 


omycineae; 


Thermobacillus 
8 Thermobacillus 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 


lales; Bacillaceae; Bacillus. 
2167577 2167651 25 99 gi|219857623|ref|NR_025212.1 
S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces 
ctinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
2169121 2169195 25 99 gi|219857622|ref|NR_025211.1 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 217030 


Carnobacterium 
5 Carnobacterium 


pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 


497272 Bacteria_16S 
fermentum strain 
Bacteria; Firmicu 
497272 Bacteria_16S 
strain Z-7792 16S 
Firmicutes; Bacil 
497272 Bacteria_16S 
daejeonensis stra 


2190398 2190472 25 


2191895 2191969 25 


2225061 2225135 25 


99 


Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 


99 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


99 


in AM141 16S ribosomal RNA, partial se 


219857605 
ence 21901 
illus. 

gi|219857604 
2191612 21930 


gi 


219857582 
quence 


gi 


Paenibac 


daejeonensis Bact 


kribbensis strain 
Bacteria; Firmicu 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


, 


497272 Bacteria_16S 
luridiscabiei str 


luridiscabiei Bac 


Streptomycetaceae 
497272 Bacteria_16S 
yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 
497272 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


497272 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas. 
497272 Bacteria_16S 


brasilensis strai 


brasilensis Bacte 
497272 Bacteria_16S 
granivorans strai 
Firmicu 
497272 Bacteria_16S 


Bacteria; 


strain ATCC 49929 


Bacteria; Actinob 


Propioniferax. 


497272 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
497272 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


497272 Bacteria_16S 


strain AS4.1521 1 


Bacteria; Firmicu 


497272 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas 


497272 Bacteria_16S 


strain T1-X7 16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


497272 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


497272 Bacteria_16S 


strain VKM Ac-942 


eria; 
497272 Bacteria_16S 


tes; 
497272 Bacteria_16S 


Firmicutes; 


2226622 2226696 25 
AM49 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


Bacillales; 


2246340 2246414 25 
ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


Bacillales; 
99 


99 


illaceae; 

219857581 
nce 22263 
nibacillus 
219857568 
uence 

e; 


gi 


Pae 
gi 


Actinomycet 


Streptomyces. 

2247917 2247991 25 99 gi 
ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2257105 2257179 25 99 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2284818 2284892 25 99 gi 
54 16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2290716 2290806 2 92 gi 
in NCIMB2033 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


, 


, 


2316441 2316515 25 99 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
2345091 2345165 25 99 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2357243 2357317 25 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2381486 2381560 25 99 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2383017 2383091 25 99 gi 
92 16S ribosomal RNA, partial sequence 


gi 


2431685 2431759 25 99 gi 
n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2437794 2437868 25 99 gi 


2443881 2443955 25 99 gi 


tes; Bacillales; Planococcaceae; Plano 
2446910 2447000 2 92 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
2492200 2492274 25 99 

ribosomal RNA, partial sequence 


gi 


2493686 2493760 25 99 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2507311 2507385 25 99 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 


ue 
e; 


a 
ri 


qu 
11 
nc 
ni 


al 


2381197 23827 


ne 


nc 
ni 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
497272 Bacteria_16S 
koreense strain JGO7 16S ribosomal RNA, partial sequenc 


ne 


e 
mi 


qu 
ia 


2491905 24933 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 


oc 
ue 


e; 


ce 
id 


2510354 2510428 25 99 gi 
16S ribosomal RNA, partial sequence 


219857567 
nce 


219857561 
sequence 
Actinomyc 


219857542 
22845 


219857538 
sequence 
a; Alter 


219857518 
ence 

aceae; P 
219857497 
e 23447 
bacillus 
219857489 
23569 
es; Prop 


219857472 


219857471 
23827 
bacterin 
219857436 
e 24314 
bacillus 
219857429 


bacterin 
219857423 
24435 
crobium. 
219857421 
ence 
Altero 


, 


219857388 


219857387 
nce 


219857372 
25070 
iaceae; 


Actinomycet 


occineae; 


Actinomycet 


ref|NR_025193.1 
08 2191561 Amphib 


ref|NR_025192.1 
37 Amphibacillus 


Paenibacill 
ref|NR_025169.1 
29 2227839 P 


ref|NR_025149.1 
2256827 225829 
etales; Strepto 


ref|NR_025130.1 
30 2285939 Bacill 


omonadales; 


ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025085.1 
86 2346268 Paenib 
ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


ref|NR_025060.1 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025024.1 
10 2432897 Paenib 


ref|NR_025017.1 
eae; Nocardiacea 
ref|NR_025011.1 
92 2445097 Planom 


ref|NR_025009.1 
2446675 244812 
monadales; Pseud 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024975.1 

2493400 249486 
ales; Microc 


ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 


219857370 


Amphibacillus 
acillus fermentum 


Amphibacillus tropicus 
tropicus Bacteria; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 


mycineae; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Paenibacillus 
1 Paenibacillus 


Paenibacillus 
acillus granivorans 


Propioniferax innocua 
niferax innocua 


Propionibacteriaceae; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Paenibacillus 
acillus chinjuensis 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Planomicrobium 
icrobium koreense 


Pseudoalteromonas 
4 Pseudoalteromonas 


oalteromonadaceae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Thermohalobacter 
halobacter berrensis 


ref |NR_024958.1 


Nocardiopsis trehalosi 


2510068 2511541 Nocardiopsis trehalosi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 
497272 Bacteria_16S 


strain VKM Ac-1457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


497272 Bacteria_16S 
pachnodae strain 


Xylanimicrobium. 
497272 Bacteria_16S 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
497272 Bacteria_16S 
subsp. spizizenii 
subtilis subsp. 
497272 Bacteria_16S 
albus strain JL 8 


Streptacidiphilus. 
497272 Bacteria_16S 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
497272 Bacteria_16S 


3 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


2511861 2511935 25 


2513368 2513442 25 


2517879 2517953 25 


2550681 2550755 25 


2552148 2552222 25 


2553709 2553783 25 


2604448 2604538 2 


99 


99 


VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


99 


99 


strain NRRL B-23049 16S ribosomal RNA, 
spizizenii Bacteria; Firmicutes; Bacillales; 


99 


complete sequence 


99 


complete sequence 25534 


92 


strain P925 16S ribosomal RNA, partial sequence 


Proteobacteria; 
497272 Bacteria_16S 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 26087 
naphthovorans Bacteria; 


497272 Bacteria_16S 


halotolerans strain NN 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacteria; Firmicutes; 
497272 Bacteria_16S 


campinasensis strain 324 16S ribosomal RNA, partial sequence 
campinasensis Bacteria; 


497272 Bacteria_16S 
erythreum strain 


Nocardioidaceae; 
497272 Bacteria_16S 
strain MS1-3 16S 


497272 Bacteria_16S 


juripiscarius strain IS40-3 16S ribosomal RNA, partial 
juripiscarius Bacteria; 


497272 Bacteria_16S 


voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; 


497272 Bacteria_16S 


MA001 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 
497272 Bacteria_16S 


2607572 2607650 2 


Proteobacteria; 
2627636 2627710 25 


Bacillales; 
2642917 2642991 25 


Firmicutes; 
2657968 2658066 1 


2677458 2677540 10 


2679005 2679079 25 


Firmicutes; 
2696788 2696862 25 


Firmicutes; 
2698342 2698416 25 


Bacillus. 
2711881 2711955 25 


80 


Gammaproteobacteria; 


99 


99 


Bacillales; 


99 


NRRL B-3381 16S ribosomal RNA, partial 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Aeromicrobium. 


92 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


99 


Bacillales; 


99 


Bacillales; 


99 


2698052 2699555 Bacil 


99 


strain 15-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
497272 Bacteria_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardia. 


Nocardiaceae; 
497272 Bacteria_16S 
strain AM31D 16S 
Firmicutes; 
497272 Bacteria_16S 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae 


497272 Bacteria_16S 
terrae strain IFO 


Actinokineospora. 
497272 Bacteria_16S 


strain GTC 854 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 


Bacillales; 


Bacillales; 


Bacillaceae; 
2719445 2719519 25 


2725557 2725631 25 


Bacillaceae; 


2728632 2728714 10 


2759831 2759905 25 


2768813 2768887 25 


Bacillaceae; 


Bacillus. 


99 


99 


ribosomal RNA, partial sequence 
Bacillus. 


92 


99 


15668 16S ribosomal RNA, partial sequence 27 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


99 


Bacillus. 


Gracilibacillus. 


gi| 219857369 


gi| 219857368 


219857365 


gi 


219857343 
partial 


gi 


219857342 
25518 


gi 


gi| 219857341 


gi| 219857265 
2604168 26056 


gi|219857263 


219857246 
26273 


gi 


gi|219857229 

Paenibacillaceae; 
gi|219857218 

sequence 


gi] 219857204 
2677198 26786 


219857203 

sequence 

Bacillaceae; Lent 
gi| 219857190 


gi 


Bacillaceae; Ano 


gi|219857189 


219857180 
129 


gi 
2711598 27 


219857175 
sequenc 


gi 


gi| 219857170 
2725265 27267 


gi|219857168 


219857146 
595 


gi 


Streptosporangineae; 


25130 
Micrococcineae; 


Actinomycetales; 


Bacillaceae; 


Streptomycineae; 


Streptomycineae; 


Oceanospirillales; 


; Actinomycetales; 


Pseudonocardineae; 


ref |NR_024957.1 


ref |NR_024956.1 


ref |NR_024953.1 
2517611 25190 


ref |NR_024931.1 
sequence 25503 


ref|NR_024930.1 


ref|NR_024929.1 


ref |NR_024896.1 
Mannheimia. 
NR_024894.1 
7 


ref 


ref |NR_024876.1 


ref |NR_024857.1 

2642624 264413 
Paenibacillus. 
ref |NR_024846.1 

2657714 265918 
ales; 
ref |NR_024832.1 
eae; 
ref |NR_024831.1 

2678696 268021 
ibacillus. 
ref|NR_024818.1 

2696496 269800 
xybacillus. 
ref|NR_024817.1 
lus asahii Bacte 


ref|NR_024808.1 


ref|NR_024803.1 
e 2719156 272065 
Coryn 


ref |NR_024798.1 


ref|NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024774.1 
56 2761026 Actino 
A 


gi|219857138 


9 
Streptomycineae; 


9 
Bacillus. 


Streptosporangineae; Nocardiopsaceae; 


Nocardiopsis tropica 


2511592 2513043 Nocardiopsis tropica Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Xylanimicrobium 


94 2514560 Xylanimicrobium pachnodae 
Promicromonosporaceae; 


Streptomyces 
9 Streptomyces 


Bacillus subtilis 
4 2551802 Bacillus 


Streptacidiphilus 


53 2553362 Streptacidiphilus albus 
Streptomycetaceae; 


Streptacidiphilus 


13 2554923 Streptacidiphilus carbonis 
Streptomycetaceae; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Neptunomonas 
7 Neptunomonas 


Neptunomonas. 


Gracilibacillus 


22 2628862 Gracilibacillus halotolerans 


Paenibacillus 
1 Paenibacillus 


Aeromicrobium 
7 Aeromicrobium 


Propionibacterineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Lentibacillus 
9 Lentibacillus 


Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Nocardia 
4 Nocardia 
ebacterineae; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Actinokineospora 
kineospora terrae 
ctinosynnemataceae; 


ref |NR_024766.1 


Bacillus okuhidensis 


2768556 2770007 Bacillus okuhidensis Bacteria; 


gi 


sequence 


gi 


sequence 


gi 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


gi 


sequence 


gi 


gi 


219857427 |ref 


219857425|ref 


219857414 |ref 


219857378 |ref 


219857377 |ref 


219857376|ref 


219857375|ref 


219857374|ref 


219857262 |ref 


219857261|ref 


219857260|ref 
219857245 |ref 
1549595 

219857244 |ref 
1551061 

219857243 |ref 
15511 
219857220|ref 


219857209|ref 


219846194|ref 
219846193|ref 
219846192|ref 
219846147|ref 


219846143 |ref 


219846103 |ref 
219846059 
15644 
219846058 |ref 
1567431 

219846057 |ref 


ref 


219878173 
15690 
219878156 


ref 


ref 


partial sequence 


gi 


gi 


gi 


sequence 


gi 


sequence 


gi 


gi 


219857383 |ref 


219856868 | ref 


219856867 |ref 


219846510|ref 
219846381 
15781 
219878491 


ref 
ref 
219878490|ref 
219878489 


15826 
219878488 


ref 


ref 


1531359 153286 
1532915 153432 
1534373 1535813 
1535864 153737 
1537426 153893 
1538986 154048 
1540535 154204 
1542095 154360 
1543657 1545100 
1545151 1546614 


1546665 1548129 


12 1552529 
1552580 1554073 
1554124 1555535 
1555586 155703 
1557082 155852 
1558576 156000 
1560055 156148 
1561538 1562913 
1562964 156436 


12 1565896 


1567482 1568967 


18 1570426 


1572032 1573475 
1573526 1575000 
1575051 1576526 
1576577 1578067 
18 1579573 
1579624 158106 
1581111 158256 


19 1584124 


NR_025015.1 
NR_025013.1 
NR_025002.1 
NR_024966.1 
NR_024965.1 
NR_024964.1 
NR_024963.1 
NR_024962.1 
NR_024893.1 
NR_024892.1 
NR_024891.1 
NR_024875.1 
NR_024874.1 
NR_024871.1 
NR_024848.1 
NR_024837.1 
NR_025784.1 
NR_025783.1 
NR_025782.1 
NR_025737.1 
NR_025733.1 
NR_025693.1 
NR_025649.1 
NR_025648.1 
NR_025647.1 
NR_025312.1 
NR_025295.1 

157047 
NR_024971.1 
NR_024687.1 
NR_024686.1 
NR_026102.1 
NR_025972.1 
NR_025251.1 
NR_025629.1 


NR_025628.1 


NR_025627.1 


1584175 1585679 


4 


2 


5 


5 


4 


4 


6 


1 


5 


4 


7 


1 


~ 


0 


8 


Micromonospora matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial 
Burkholderia cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
Actinomadura vinacea strain JCM 3325 16S ribosomal RNA, partial sequence 
Saccharothrix texasensis strain NRRL B-16134 16S ribosomal RNA, partial 
Saccharothrix espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
Crossiella cryophila strain NRRL B-16238 16S ribosomal RNA, partial 
Actinokineospora globicatena strain NRRL B-24048 16S ribosomal RNA, partial 
Actinokineospora diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial 
Arenibacter latericius strain KMM 426 16S ribosomal RNA, partial sequence 
Idiomarina zobellii strain KMM 231 16S ribosomal RNA, partial sequence 
Idiomarina abyssalis strain KMM 227 16S ribosomal RNA, partial sequence 
Aquabacterium commune strain B8 16S ribosomal RNA, partial sequence 1548180 
Aquabacterium parvum strain B6 16S ribosomal RNA, partial sequence 1549646 
Aquabacterium citratiphilum strain B4 16S ribosomal RNA, partial sequence 
Providencia stuartii strain ATCC 29914 16S ribosomal RNA, partial sequence 
Anoxybacillus ayderensis strain AB04 16S ribosomal RNA, partial sequence 
Kitasatospora paranensis strain HKI 0190 16S 


ribosomal RNA, partial 


Kitasatospora terrestris strain HKI 0186 16S ribosomal RNA, partial 


Kitasatospora gansuensis strain HKI 0314 16S ribosomal RNA, partial 


Mycobacterium canariasense strain 502329 16S ribosomal RNA, partial 


Anoxybacillus kestanbolensis strain K4 16S ribosomal RNA, partial sequence 
Amycolatopsis pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial 
Leptotrichia goodfellowii strain LB57 16S ribosomal RNA, partial sequence 
Leptotrichia shahii strain LB37 16S ribosomal RNA, partial sequence 1565947 
Leptotrichia hofstadii strain LB23 16S ribosomal RNA, partial sequence 
Defluvibacter lusatiensis strain S1 16S ribosomal RNA, partial sequence 


Aeromonas salmonicida subsp. smithia strain AS20/1/1 16S ribosomal RNA, 


er eaoeeieenGeae faecalis strain gc 16S ribosomal RNA, partial sequence 
Umezawaea tangerina strain MK27-91F2 16S ribosomal RNA, partial sequence 
Lentzea waywayandensis strain JCM 9114 16S ribosomal RNA, partial sequence 
Clostridium papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 
Pseudomonas balearica strain SP1402 16S ribosomal RNA, partial sequence 
Sinorhizobium americanum strain CFNEI 156 16S ribosomal RNA, partial 
Rhodovarius lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial 


Viridibacillus arenosi strain LMG 22166 16S ribosomal RNA, partial sequence 


Viridibacillus arvi strain LMG 22165 16S ribosomal RNA, partial sequence 


497272 Bacteria_16S 
JCM 4526 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


497272 Bacteria_16S 


strain JCM 9920 1 


strain JCM 4662 1 


glycanilyticus st 
glycanilyticus Ba 


497272 Bacteria_16S 
train DSM 4006 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Alicyclobaci 
497272 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


herbarius strain 
Bacteria; Firmicu 


2771882 2771956 25 


; Streptomyces. 
2773417 2773491 25 


6S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 


2774955 2775029 25 


6S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 


2778030 2778104 25 


rain DS-1 16S ribosomal RNA, partial s 
Bacillales; 


cteria; Firmicutes; 
2785497 2785579 10 


2787078 2787160 10 


Streptomycetaceae 


497272 Bacteria_16S 
strain IMC S-0802 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 


strain MK703-102F 
fermentans strain 
Bacteria; Firmicu 


weihenstephanensi 
weihenstephanensi 


497272 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


497272 Bacteria_16S 
DSM4771 16S ribosomal RNA, 
Bacillales; 


halophilum strain 
halophilum Bacter 


IFO15715 16S ribo 
Bacillales; Bacil 


497272 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


497272 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


flavithermus stra 
flavithermus Bact 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


strain SG3902 16S 
Firmicutes; Clost 


tes; 
497272 Bacteria_16S 


ia; 
497272 Bacteria_16S 


eria; 
497272 Bacteria_16S 


ridia; 


497272 Bacteria_16S 


2830674 2830748 25 


; Streptomyces. 
2832212 2832286 25 


2833732 2833814 10 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
497272 Bacteria_16S 


2841335 2841425 2 


R-9 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


Clostridia; 
2869201 2869275 25 


s strain DSM11821 16S ribosomal RNA, partial sequence 


s Bacteria; Firmicutes; 
2870781 2870855 25 


99 


99 


99 


99 


92 


92 


CP-1 16S ribosomal RNA, partial sequence 
tes; Bacillales; Alicyclobacillaceae; 
497272 Bacteria_16S 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial s 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 


99 


99 


92 


92 


99 


Bacillales; 
99 


6S ribosomal RNA, partial sequence 


lales; Bacillaceae; 
2872359 2872433 25 


Bacillus. 


99 


6S ribosomal RNA, partial sequence 


lales; Bacillaceae; 
2875523 2875597 25 


Bacillus. 


99 


6S ribosomal RNA, partial sequence 


lales; Bacillaceae; 
2877105 2877179 25 


Firmicutes; 
2878670 2878744 25 


somal RNA, partial sequence 


laceae; Bacillus. 
2880235 2880309 25 


lales; Bacillaceae; 
2881788 2881862 25 


lales; Bacillaceae; 
2968089 2968163 25 


Microlunatus. 
2998589 2998663 25 


Firmicutes; 
3012211 3012309 1 


3016853 3016927 25 


Bacillus. 


99 


99 


99 


S ribosomal RNA, partial sequence 
Bacillus. 


99 


S ribosomal RNA, partial sequence 
Bacillus. 


99 


99 


99 


99 


ribosomal RNA, partial sequence 


Halanaerobiales; 
3044113 3044187 25 


Halobacteroidaceae; 


99 


Paenibac 


Bacillaceae; 


gi| 219857136 


219857135 
746 


gi 


Streptomycineae; 


219857133 
761 


gi 


Streptomycineae; 


219857131 
equence 


gi 


gi| 219857126 


219857125 
27867 


gi 


Al 
219856903 
equence 


gi 


219856902 
28319 


gi 


Streptomycineae; 


219856901 
28334 


gi 


219856896 
28410 


gi 


Halanaerobiaceae; 


gi| 219856878 
Bacillaceae; 
gi| 219856877 
2870477 28720 


gi| 219856876 
2872057 28735 


gi|219856874 
2875223 28767 


gi| 219856873 


partial sequence 
Bacillaceae; 


Salimic 


gi| 219856872 


2878366 2879894 Bacil 


gi| 219856871 
2879945 28814 


gi|219856870 
2881499 28830 


gi|219846945 


in NM-1 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
eae; 
497272 Bacteria_16S 

in DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


219846924 
sequence 


gi 


gi|219846915 


n BC361 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 
497272 Bacteria_16S 


Actinomyc 


gi|219846912 
3016582 30179 
Oren 
219846892 


gi 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 


Actinomycetale 


illaceae; 
1 sequence 2785219 278673 
llaceae; 


icyclobacillus. 


Actinomycetales; 


Actinomyceta 


Anoxybaci 


ref |NR_024764.1 
2771601 277308 
S; 


ref|NR_024763.1 
19 Streptomyces 
Streptomyceta 
ref|NR_024761.1 
57 Streptomyces 
Streptomyceta 
ref|NR_024759.1 
2777747 277920 
Paenibacillus. 
NR_024754.1 


ref 


Alicycloba 
ref |NR_024753.1 
86 2788314 Alicyc 


ref |NR_024724.1 
2830390 283187 


ref |NR_024723.1 
28 2833415 Strept 
Streptomyceta 
ref|NR_024722.1 
66 2834941 Nocard 
Nocardiacea 
ref|NR_024715.1 
63 2842500 Halana 
Halanaerobiu 
NR_024697.1 
286889 
Bacillus; Bacil 
ref |NR_024696.1 
06 Bacillus vall 


ref 


ref |NR_024695.1 


ref|NR_024693.1 


ref |NR_024692.1 

2876799 287831 
robium. 
ref|NR_024691.1 
lus flexus Bacte 


ref|NR_024690.1 


ref|NR_024689.1 


ref |NR_026537.1 
2967820 296928 
les; Propion 


NR_026516.1 
1 


NR_026507.1 
3011945 301344 
etales; Propioni 
ref|NR_026504.1 


ia. 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Paenibacillus 
8 Paenibacillus 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Halanaerobium 

erobium fermentans 

m. 
Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


ismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Salimicrobium 
5 Salimicrobium 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Anoxybacillus 
6 Anoxybacillus 


Marmoricola 
1 Marmoricola 


bacterineae; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


ref|NR_026484.1 
3043846 304530 


Rarobacter 
9 Rarobacter 


faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Rarobacteraceae; 
497272 Bacteria_ 
hortensis strain 


hortensis Bacteri 
Intrasporangiacea 
497272 Bacteria_1 


strain M663-98-1 
Firmicutes; 


Bacteria; 


strain ATCC 25470 


Actinobacteria; Actinoba 
497272 Bacteria_1 
denitrificans str 
denitrificans Bac 


Hyphomicrobium. 


497272 Bacteria_16S 
617-93 16S riboso 


Bacillales; Bacil 


497272 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 
497272 Bacteria_16S 


strain YH-15 16S 
Firmicutes; 


strain DSM 11140 


griseocarneus Bac 
Streptomycetaceae 


497272 Bacteria_16S 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


497272 Bacteria_16S 


strain DSM 43377 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


497272 Bacteria_16S 


strain DSM 5351 1 


Firmicutes; Bacillales; Salinicoccus. 

497272 Bacteria_16S 3313299 3313397 1 99 gi|219846711|ref|NR_026303.1 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 331453 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; D 
Desulfovibrio. 

497272 Bacteria_16S 3330106 3330180 25 99 gi|219846698|ref|NR_026290.1 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 33312 

Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
497272 Bacteria_16S 3354434 3354508 25 99 gi|219846680|ref|NR_026272.1 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 335564 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Dermabacteraceae; Brachybacterium. 

497272 Bacteria_16S 3357557 3357631 25 99 gi|219846678|ref|NR_026270.1 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 335877 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Dermabacteraceae; Brachybacterium. 

497272 Bacteria_16S 3359121 3359195 25 99 gi| 219846677 |ref|NR_026269.1 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 


Bacil 
497272 Bacteria_1 
balaenopterae str 
balaenopterae Bac 
497272 Bacteria_1 
amylophilus strai 
Proteob 
497272 Bacteria_1 


Lacto 
497272 Bacteria_16S 


Rarobacter. 
16S 3045645 3045719 25 99 gi 
HKI 0125 16S ribosomal RNA, partial se 


Ornithinicoccus. 
3066868 3066942 25 


e; 
6S 99 gi 
lales; Bacillales Family XI. Incertae 
6S 3089426 3089500 25 99 gi 
ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
6S 3095359 3095449 2 92 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
6S 3104376 3104450 25 99 gi 
16S ribosomal RNA, partial sequence 

cteridae; Actinomycetales; Stre 
6S 3123971 3124049 2 80 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


1 


3140343 3140417 25 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; 
3141902 3141976 25 99 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3152516 3152590 25 

16S rib 


99 gi 
Gemel 
gi 


Incertae 
99 gi 


cteridae; Actinomycetales; Micr 
3164743 3164817 25 99 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

3225430 3225504 25 99 


Lactobac 
gi 


3236101 3236175 25 99 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3255640 3255714 25 99 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3258665 3258739 25 


e; 


, 


Ss 


99 gi 
Stre 
3260175 3260249 25 99 gi 
p- albirubida strain DSM 40465 16S ribos 
Streptosporangineae; Nocardiopsaceae; 
3302773 3302847 25 99 gi 
6S ribosomal RNA, 


219846891 
qu 
a; Actinobacteria; Actinobacteridae; Act 


219846877 
16S ribosomal RNA, partial sequence 3066573 30679 
Se 
219846862 
ia 
rn 
219846858 
en 
da 
219846852 


pt 
219846839 


er 


219846828 
3140051 3141558 Gemel 
la 
219846827 
3141609 31431 
Se 
219846820 
osomal RNA, partial sequence 3152235 31537 
oc 
219846812 
3164429 31659 
il 
219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 
griseocarneus str 


oc 
219846763 
et 


219846750 
Actinomyc 
219846748 
16S ribosomal RNA, partial sequence 3258396 32598 


Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 


pt 
219846747 


ref |NR_026483.1 
3045360 304685 
ales; Micrococc 


ence 
inomycet 


, 


ref |NR_026469.1 
Gemella. 
ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026444.1 
98 3105578 Strept 
e; Streptomyceta 
ref |NR_026431.1 

3123738 312518 
obiales; Hyphomi 


dis; 


1 sequen 
obacteri 


ce 30950 
les; Suc 


31040 
omycinea 


sequence 
ia; Rhiz 


ref 
lab 


NR_026420.1 
ergeri Bacte 


ref|NR_026419.1 


Gemella. 
ref|NR_026412.1 


dis; 


; Intrasporangia 
ref|NR_026404.1 
45 Lactobacillus 


occineae 


lus. 
ref |NR_026362.1 
occineae; Intrasporangia 
ref |NR_026355.1 
e sequence 3235806 323732 
Actinomycetales; Strept 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


equence 


ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
omal RNA, partial sequen 


osporang 


is. 
ref |NR_026311.1 
04 Salinicoccus 


cardiops 


i 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Granulicatella 
3 Granulicatella 
tella. 
Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


’ 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Streptomyces 

0 Streptomyces 

omycineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 
No 
219846719 
complete sequence 3302462 33040 


Salinicoccus roseus 


roseus Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Brachybacterium 

5 Brachybacterium 
coccineae; 


Brachybacterium 
0 Brachybacterium 
occineae; 


3358821 336033 


Brachybacterium 
2 Brachybacterium 


alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; 


497272 Bacteria_ 
strain DSM 20748 
Firmicutes; 
497272 Bacteria_ 


strain DSM 5156 1 
Clost 


Firmicutes; 
497272 Bacteria_ 


strain M17C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


497272 Bacteria_ 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


497272 Bacteria_ 
pfennigii strain 


pfennigii Bacteri 


Syntrophobacter. 
497272 Bacteria_ 


rubra strain ATCC 
Proteob 
Pseudoalteromonas 


Bacteria; 


497272 Bacteria_ 


luteoviolacea str 


Bacil 


ibosomal RNA, partial sequence 


16S 3422631 3422721 2 92 gi 
ain NCIMB 1893 16S ribosomal RNA, part 


29570 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromonadales; 


ia 


Brachybacterium. 
16S 3362248 3362322 25 99 gi|219846675|ref|NR_026267.1 
16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium 
lales; Bacillaceae; Salimicrobium. 
16S 3374270 3374344 25 99 gi| 219846667 |ref|NR_026259.1 
6S ribosomal RNA, partial sequence 3374001 33754 

ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
16S 3377358 3377432 25 99 gi|219846664|ref|NR_026256.1 


3377063 33785 


219846629 
1 sequen 


ce 34194 


ococcineae; Dermacoccaceae; 
16S 3395463 3395537 25 99 gi|219846648|ref|NR_026240.1 
43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
16S 3407670 3407764 1 95 gi|219846640|ref|NR_026232.1 
DSM 10092 16S ribosomal RNA, partial sequence 3407396 340888 
a; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syn 
16S 3419669 3419759 2 92 gi|219846631|ref|NR_026223.1 


18 3420843 Pseudo 
P 


ref|NR_026221.1 
ce 3422380 342381 


luteoviolacea Bac 
Pseudoalteromonas 
497272 Bacteria_16S 


teria; Proteobacteria; 


3424114 3424204 2 


Gammaproteobacteria; Alteromonadales; Pse 
92 gi|219846628|ref|NR_026220.1 
al sequence 342386 


carrageenovora strain ATCC 12662 16S ribosomal RNA, parti 


Pseudoalteromonas ca 
Pseudoalteromonadaceae; 


497272 Bacteria_16S 3425591 3425681 2 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudoalteromonas. 
497272 Bacteria_16S 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae; Streptomyces. 

497272 Bacteria_16S 3449299 3449373 25 
strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 
497272 Bacteria_16S 
strain DSM 40089 


3447732 3447806 25 


16S ribosomal RNA, 


3484278 3484352 25 


Actinobacteria; Actinobacteridae; Actinomycetales; 


497272 Bacteria_16S 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae; Streptomyces. 

497272 Bacteria_16S 3526777 3526851 25 
neopropionicum st 
neopropionicum Bacteria; 
497272 Bacteria_16S 
pseudalcaliphilus 
pseudalcaliphilus Bacteria; 
497272 Bacteria_16S 
strain DSM 8722 1 
Firmicutes; Bacillales; 
497272 Bacteria_16S 
strain DSM 8716 1 
Firmicutes; Bacillales; 
497272 Bacteria_16S 
strain DSM 8715 1 
Firmicutes; Bacillales; 
497272 Bacteria_16S 
hyovaginalis stra 


3490474 3490548 25 


Firmicutes; 
3534306 3534380 25 


Firmicutes; 
3537431 3537505 25 


Bacillaceae; 
3542129 3542203 25 


Bacillaceae; 
3543683 3543757 25 


Bacillaceae; 
3601720 3601802 10 


Actinomycetaceae; Actinomyces. 
497272 Bacteria_16S 3609281 3609355 25 


DSM 40445 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


rain DSM 3847 16S ribosomal RNA, 


6S ribosomal RNA, partial sequence 
Bacillus. 


99 


6S ribosomal RNA, partial sequence 
Bacillus. 


99 


92 


99 


acteria; Actinobacteridae; Actinomycet 


DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


DSM 8725 16S ribosomal RNA, partial s 


3537139 35386 


gi 


gi 


gi 


in BM 1192/5 16S ribosomal RNA, partia 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae 


gi 


2 
1 
; 


219846548 
3541838 35433 


219846547 
6S ribosomal RNA, complete sequence 3543393 35448 
Bacillus. 
19846505 


219846499 


92 gi| 219846627 |ref|NR_026219.1 
equence 3425334 342676 
Alteromonadales; Pseudoal 
99 gi|219846611|ref|NR_026203.1 
complete sequence 3447437 344895 
Actinomycetales; Streptomy 
99 gi|219846610|ref|NR_026202.1 
complete sequence 3449003 3450520 Strept 
ales; Streptomycineae; Str 
99 gi|219846586|ref|NR_026178.1 
16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces 


Streptomycineae; Streptomyceta 
99 gi|219846582|ref|NR_026174.1 
sequence 3490176 349169 
Actinomycetales; Streptomy 
99 gi| 219846558 |ref|NR_026150.1 
complete sequence 3526458 352796 
Clostridia; Clostridiales; Clostridiaceae; C 
99 gi|219846553|ref|NR_026145.1 
equence 3534017 353553 

Bacillales; Bacillaceae; Bacillus. 
99 gi| 219846551 |ref|NR_026143.1 


44 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 


ref |NR_026097.1 
sequence 3601450 360294 
Actinomyceta 


Salimicrobium album 
album Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


Kytococcus. 
Promicromonospora 
romonospora citrea 


Promicromonosporaceae H 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Pseudoalteromonas 
alteromonas rubra 


seudoalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonas. 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

3 Streptomyces 
cineae; 


Clostridium 
8 Clostridium 
lostridium. 
Bacillus 

4 Bacillus 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Actinomyces 
5 Actinomyces 


les; Actinomycineae; 


ref|NR_026091.1 


Planococcus kocurii 


strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 3610400 Planococcus kocurii Bacteria; 


Firmicutes; Bacillales; Planococcaceae; 


Planococcus. 


497272 Bacteria_16S 3610762 3610836 25 99 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

497272 Bacteria_16S 3637830 3637904 25 99 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

497272 Bacteria_16S 3640951 3641025 25 99 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

497272 Bacteria_16S 3642476 3642550 25 99 gi| 219846477 |ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

497272 Bacteria_16S 3716624 3716706 1 83 gi|219846425|ref|NR_026016.1| Sagittula stellata 


strain E-37 16S r 


497272 Bacteria_16S 
sporothermodurans 
sporothermodurans 
497272 Bacteria_16S 
strain 2917B 16S 
Firmicutes; Bacil 
497272 Bacteria_16S 
strain ATCC 10379 
Bacteria; Firmicu 
497272 Bacteria_16S 
amylolyticus stra 
amylolyticus Bacteria; 
497272 Bacteria_16S 

strain ATCC 19812 


497272 Bacteria_16S 
strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 
497272 Bacteria_16S 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae; 
497272 Bacteria_16S 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; 
497272 Bacteria_16S 
diastatochromogen 
diastatochromogen 
Streptomycetaceae; 
497272 Bacteria_16S 
strain RL-34 16S 


497272 Bacteria_16S 
IAM 12464 16S rib 
Bacillales; Bacil 
497272 Bacteria_16S 
strain GS5-97 16S 
Firmicutes; Bacil 
497272 Bacteria_16S 
chungwhensis stra 
chungwhensis Bacteria; 
497272 Bacteria_16S 
chungwhensis stra 
chungwhensis Bact 
Salinimonas. 
497272 Bacteria_16S 
strain CM2104 16S 


eria; 


497272 Bacteria_16S 


R-7190 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 


Bacteria; 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
99 

16S ribosomal RNA, complete sequence 


acteria; Actinobacteridae; Actinomycet 


ribosomal RNA, 


lales; 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
99 
strain M215 16S ribosomal RNA, partia 
Bacillales; 
99 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 


3722777 3722851 25 
Firmicutes; 
3871746 3871820 25 
3873333 3873407 25 
3904147 3904221 25 
Firmicutes; Bacillales; 


3919092 3919166 25 


3920673 3920747 25 


3922254 3922328 25 


3923834 3923908 25 


3925415 3925489 25 99 


es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


3928576 3928650 25 99 


3959583 3959657 25 99 


osomal RNA, partial sequence 
laceae; 


Bacillus. 


3993400 3993474 25 99 


ribosomal RNA, partial sequence 
Geobacillus. 


Bacillaceae; 


4003881 4003955 25 99 


in BH030062 16S ribosomal RNA, partial 


Firmicutes; Bacillales; 
4005319 4005397 2 80 


in BH030046 16S ribosomal RNA, partial 
Gammaproteobacte 


Proteobacteria; 


4011402 4011476 25 99 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


4040271 4040345 25 99 


Bacillus. 


99 
complete sequence 


99 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

99 
ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3716418 37177 


90 Sagittula stellata Bacteria; 


hodobacteraceae; Sagittula. 
gi|219846419|ref|NR_026010.1| Bacillus 

1 sequence 3722493 3723989 Bacillus 
Bacillaceae; Bacillus. 
gi|219846314|ref|NR_025904.1| Gemella morbillorum 


Sedis; 
gi|219846313 

Incertae 
219846292 
ti 
at 
2 


gi 


Paenibac 
gi 


laceae; 
19846281 


Stre 
gi 


pt 
219846280 
ales; 


219846279 
te 


gi 


219846278 
le 
e; 


gi 
comp 


gi| 219846277 


te 


gi| 219846275 
3928271 39298 
Strept 
gi| 219846252 
3959295 39607 


gi| 219846229 
3993148 39945 


219846222 
sequence 
eae; 
219846221 
sequence 
ria; 


gi 


Bacillac 
gi 


gi|219846215 
4011119 40125 
ococcineae 
219846196 


gi 


3871442 38729 
Incertae 
99 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Bacillales Family XI. 
99 
in NRRL NRS-290 16S ribosomal RNA, par 


38730 
al seque 
39187 
omycinea 
39203 


Stre 


sequenc 
Actinomyc 


te seque 
Actinomycet 


complete 
ridae; Actin 


omycinea 


Ponti 


Alter 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref |NR_025882.1 
nce 390383 
Paenibacillus. 
ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


ref|NR_025869.1 
e 3921948 392347 
etales; Strepto 


ref 
nce 


NR_025868.1 

392352 
ales; Strept 
ref 
seq 


NR_025867.1 
uence 392511 
omycetales; 


ref|NR_025865.1 
00 Streptomyces 
e; Streptomyceta 
ref |NR_025842.1 


ref |NR_025819.1 


ref|NR_025812.1 
4003594 400502 
bacillus. 
ref|NR_025811.1 
4005071 400647 
omonadales; Alte 


ref|NR_025805.1 


, In 
ref 


trasporangia 


77 Bacillus firmus Bacteria; 


77 Gemella morbillorum Bacteria; 
Gemella 


Gemella haemolysans 
a haemolysans ATCC 10379 


Paenibacillus 
4 3905341 Paenibacillus 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


mycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 


Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Bacillus firmus strain 
Firmicutes; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Pontibacillus 
0 Pontibacillus 


Salinimonas 
7 Salinimonas 


romonadaceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 
ceae; 


Janibacter. 
Bacillus fordii strain 


NR_025786.1 


4039998 4041459 Bacillus fordii Bacteria; 


Firmicutes; 


497272 Bacteria_16S 4074872 4074946 25 99 gi| 219846169 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
497272 Bacteria_16S 4094678 4094768 2 92 gi|219846156 
strain P2 16S ribosomal RNA, partial sequence 4094388 40957 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 
497272 Bacteria_16S 4102077 4102151 25 99 gi|219846151 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

497272 Bacteria_16S 4105077 4105151 25 99 gi|219846149 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 41063 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

497272 Bacteria_16S 4126359 4126433 25 99 gi| 219846132 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 41275 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
497272 Bacteria_16S 4130877 4130951 25 99 gi| 219846126 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 41305 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 
497272 Bacteria_16S 4132450 4132524 25 99 gi| 219846125 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 41336 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

497272 Bacteria_16S 4196919 4196993 25 99 gi|219846077 
strain G2 16S ribosomal RNA, partial sequence 4196627 41980 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

497272 Bacteria_16S 4201327 4201401 25 99 gi| 219846074 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequ 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Acti 
Streptomycetaceae; Streptomyces. 

497272 Bacteria_16S 4202825 4202899 25 99 gi| 219846073 
strain B7319 16S ribosomal RNA, partial sequence 4202580 42040 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
497272 Bacteria_16S 4204373 4204447 25 99 gi|219846072 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 

497272 Bacteria_16S 4207352 4207449 1 99 gi| 219846070 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Carboxydocella. 

497272 Bacteria_16S 4216581 4216655 25 99 gi| 219846063 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Nocardiopsaceae; Nocardiopsis. 

497272 Bacteria_16S 4219661 4219735 25 99 gi|219846061 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales 
497272 Bacteria_16S 4221185 4221259 25 99 gi| 219846060 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacil 
Bacillales; Bacillaceae; Anaerobacillus. 

497272 Bacteria_16S 4224169 4224243 25 99 gi|219846055 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

497272 Bacteria_16S 4231701 4231783 2 84 gi| 219846047 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequenc 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria 
Leisingera. 

497272 Bacteria_16S 4243755 4243829 25 99 gi| 219722939 


strain C3H-21 16S 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


497272 Bacteria_16S 


strain Ekho Lake- 


38005 38086 2 83 gi 
162 16S ribosomal RNA, partial sequenc 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


497272 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


strain Illinois 1 


305909 306006 2 99 gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 


497272 Bacteria_16S 


strain A288 16S r 


404621 404686 27 92 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
497272 Bacteria_16S 469187 469252 27 92 gi 


strain A10 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


bosomal RNA, partial sequence 


4243475 42448 


ococcineae 
265679038 
e 37787 
hodobacter 
265678856 


plasmatace 
265678785 


404351 40583 


ptosporang 


265678738 


ref|NR_025759.1 


Nocardiacea 
NR_025746.1 


eae; 
ref 


cter 
ref 


aceae; Desul 
NR_025741.1 


ref|NR_025739.1 


11 Paenibacillus 
ref|NR_025722.1 
64 Streptomyces 
e; Streptomyceta 
ref|NR_025716.1 
88 4132093 Marini 
ref|NR_025715.1 
65 Halobacillus 
ref|NR_025667.1 
08 Anoxybacillus 


ref 
ence 
nomy 


NR_025664.1 
420108 
cetales; Str 


ref |NR_025663.1 
27 Streptomyces 
e; Streptomyceta 
ref|NR_025662.1 

4204078 420556 
etales; Strepto 


ref|NR_025660.1 

4207086 420854 
; Clostridiales 
ref|NR_025653.1 

4216320 421777 
cetales; Strepto 
ref|NR_025651.1 

4219342 422083 
; Clostridiaceae 
ref|NR_025650.1 
lus macyae Bacte 


ref|NR_025645.1 
4223876 422538 


NR_025637.1 
8 
e 


ref = 
e 4231451 42328 
Rhodobacteral 


’ 


ref|NR_024571.1 


; Dermabacterace 
ref |NR_029346.1 

39128 Sulfit 
aceae; Sulfitoba 
ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_029090.1 


ineae; Thermomon 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Streptomyces 
2 4202529 Streptomyces 


eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
5 Streptomyces 


mycineae; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Clostridium 
8 Clostridium 
Clostridium. 
Bacillus macyae strain 
ria; Firmicutes; 


’ 


Salinicoccus 
3 Salinicoccus 


Leisingera 
1 Leisingera 


s; Rhodobacteraceae; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 
Neorickettsia risticii 
risticii Bacteria; 
By 
Actinomadura meyerae 


0 Actinomadura meyerae Bacteria; 


osporaceae; 


ref|NR_029043.1 


Actinomadura latina 


468944 470395 Actinomadura latina Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


497272 Bacteria_16S 928138 928219 2 83 gi|265678426|ref|NR_028728.1| Roseovarius 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseovarius nubinhibens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 
497272 Bacteria_16S 1280076 1280173 1 98 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 
497272 Bacteria_16S 1378919 1379000 2 83 gi| 228717469 |ref|NR_027563.1| Oceanibulbus indolifex 
HEL-45 16S ribosomal RNA, partial sequence 1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanibulbus. 
497272 Bacteria_16S 1431790 1431878 4 92 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
497272 Bacteria_16S 1497006 1497103 2 99 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
497272 Bacteria_16S 1527104 1527169 27 92 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
497272 Bacteria_16S 1530116 1530181 27 92 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
497272 Bacteria_16S 2182743 2182832 10 99 gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
497272 Bacteria_16S 2310372 2310437 27 92 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
497272 Bacteria_16S 2324072 2324137 27 92 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
497272 Bacteria_16S 2453060 2453149 10 99 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 
497272 Bacteria_16S 2722453 2722542 10 99 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
497272 Bacteria_16S 3062410 3062491 2 83 gi|219846880|ref|NR_026472.1| Sulfitobacter 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 
497272 Bacteria_16S 3120915 3121004 10 99 gi| 219846841 |ref|NR_026433.1] Ammoniphilus 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 3120644 3122140 Ammoniphilus 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
497272 Bacteria_16S 3122462 3122551 10 99 gi|219846840|ref|NR_026432.1]| Ammoniphilus 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
497272 Bacteria_16S 3186053 3186132 1 80 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
497272 Bacteria_16S 3189157 3189236 1 80 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
497272 Bacteria_16S 3192261 3192340 1 80 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
497272 Bacteria_16S 3254150 3254215 27 92 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
497272 Bacteria_16S 3375800 3375897 2 99 gi|219846666|ref|NR_026258.1| Halanaerobium 
saccharolyticum subsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 
Halanaerobium saccharolyticum subsp. senegalense Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
497272 Bacteria_16S 3500939 3501004 25 90 gi|219846575|ref|NR_026167.1| Clostridium celatum 


strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


Clostridium. 


497272 Bacteria_16S 3725750 3725815 27 92 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

497272 Bacteria_16S 3727205 3727270 27 92 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

497272 Bacteria_16S 3728659 3728724 27 92 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

497272 Bacteria_16S 3731572 3731637 27 92 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

497272 Bacteria_16S 3733032 3733097 27 92 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

497272 Bacteria_16S 3788332 3788429 2 99 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

497272 Bacteria_16S 3823356 3823446 2 92 gi| 219846347 |ref|NR_025938.1| Haemophilus 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Haemophilus. 

497272 Bacteria_16S 4031142 4031207 27 92 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
497272 Bacteria_16S 4032692 4032757 27 92 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
497272 Bacteria_16S 4034246 4034311 27 92 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

497272 Bacteria_16S 4166399 4166480 2 83 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

497272 Bacteria_16S 4167881 4167962 2 83 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

497272 Bacteria_16S 4218082 4218147 27 92 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

497272 Bacteria_16S 60889 60968 1 80 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

497272 Bacteria_16S 202374 202466 7 99 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

497272 Bacteria_16S 220919 221010 1 92 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

497272 Bacteria_16S 786232 786300 31 99 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

497272 Bacteria_16S 992904 992996 1 92 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

497272 Bacteria_16S 1126164 1126263 1 100 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

497272 Bacteria_16S 1384894 1384984 2 92 gi|228716834|ref|NR_027556.1| Shewanella 


denitrificans strain 0S217 16S ribosomal RNA, partial sequence 


1384632 138613 


1 Shewanella 


denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 
497272 Bacteria_16S 
smegmatis strain 


Mycobacteriaceae; 
497272 Bacteria_16S 
strain LMG 12370 
Firmicutes; 
497272 Bacteria_16S 


Bacteria; Firmicutes; 
497272 Bacteria_16S 


2033461 2033552 1 92 
ATCC 19420 16S ribosomal RNA, partial 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 

2038096 2038170 25 99 
16S ribosomal RNA, partial sequence 2037802 20393 
Bacillales; Bacillaceae; Virgibacillus. 
2504238 2504305 25 92 
olearium strain SR1 16S ribosomal RNA, partial sequence 
Clostridia; 
3248268 3248335 25 92 


gi 


gi 


gi 


Clostridiales; 
gi 


strain WV6 16S ribosomal RNA, partial sequence 32 


Firmicutes; Clostridia; 
497272 Bacteria_16S 


Clostridiales; 
3623977 3624068 1 92 


Clostridiaceae; 
gi 


strain 3015 16S ribosomal RNA, partial sequence 36 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
3625510 3625601 1 92 
16S ribosomal RNA, 


497272 Bacteria_16S 
strain ATCC 35799 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

497272 Bacteria_16S 3794345 3794443 1 99 gi| 219846367 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 37955 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
497272 Bacteria_16S 3898121 3898195 2 76 gi| 219846296 
strain B9 16S ribosomal RNA, partial sequence 3897893 38992 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
497272 Bacteria_16S 30656 30723 25 92 gi| 265679043 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

497272 Bacteria_16S 65418 65509 1 92 gi| 265679020 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
497272 Bacteria_16S 120089 120156 25 92 gi| 265678982 
strain 136 16S ribosomal RNA, partial sequence 119823 12132 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
121645 121744 1 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
123177 123244 25 92 
strain CE40 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
130671 130738 25 
ribosomal RNA, 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 
135284 135375 1 92 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomyces. 

144386 144453 25 92 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
162604 162671 25 92 
epidermidis strain P159 16S ribosomal RNA, partial sequence 16233 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


497272 Bacteria_16S 
Bacteria; 
497272 Bacteria_16S 
497272 Bacteria_16S 
strain BAL-1 16S 
497272 Bacteria_16S 
Actinomycetaceae; 
497272 Bacteria_16S 
strain 55134 16S 
497272 Bacteria_16S 
Brevibacterium. 


497272 Bacteria_16S 


Firmicutes; Clostridia; 
497272 Bacteria_16S 


aminovalericum Bacteria; 
497272 Bacteria_16S 
497272 Bacteria_16S 


argentinense Bacteria; 
497272 Bacteria_16S 


Bacteria; Firmicutes; 


165792 165859 25 92 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 16699 

Clostridiales; 
188646 188713 25 92 Fal 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 
Firmicutes; Clostridiales; C 
203965 204056 1 92 
thermophilum strain H-6-12 16S ribosomal RNA, 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; 
207103 207170 25 92 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 
Firmicutes; Clostridiaceae; 
208656 208723 25 92 
strain McClung 2004 16S ribosomal RNA, partial sequence 
Clostridia; 


gi 
complete sequence 


100 gi 
gi 


92 
complete sequence 


gi 


gi 


gi 


gi 


gi 


Clostridiaceae; 
gi 
Clostridia; 


gi 
complete 


gi 


Clostridia; 
gi 


Clostridiales; 


Lachnospiraceae; 


Syntrophobacterale 


122905 12429 


130392 13190 


144082 14559 


Clostridiales; 


Clostridiaceae; 


219878172 
sequence 


219878169 


219857379 
25039 


219846755 
47999 32493 
Clostridiu 
219846489 
23734 36252 


219846488 
36252 


265678981 


12137 


265678980 


265678975 


265678972 


265678966 


265678954 


265678952 


265678937 


265678927 


sequence 


265678924 


Micrococcineae; 


ref |NR_025311.1 
2033216 203470 


ref|NR_025308.1 
07 Virgibacillus 
ref |NR_024967.1 


Sporobacterium. 
ref |NR_026347.1 


m. 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 


ref|NR_025958.1 


Polaromonas. 
NR_025886.1 


ae; 
ref 


aceae; Ahrensia. 
ref |NR_029351.1 


ref|NR_029328.1 
; Bogoriellaceae 
ref|NR_029290.1 
2 Cellulomonas 
; Cellulomonadac 
ref|NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref|NR_029288.1 
8 Cellulomonas 
; Cellulomonadac 
ref|NR_029283.1 
2 Chrysiogenes 


ref|NR_029280.1 

135066 136444 
Actinom 
ref |NR_029274.1 
; Jonesiaceae; J 
ref |NR_029262.1 
4 163815 Brevib 
Brev 


ref|NR_029260.1 


ref|NR_029245.1 


lostridiaceae; C 
ref |NR_029235.1 

203662 205201 
ref |NR_029232.1 


Clo 


265678923 


Dictyoglomus. 


Shewanellaceae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Virgibacillus proomii 
proomii Bacteria; 


Sporobacterium 


25 2505435 Sporobacterium olearium 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium szulgai 


68 3626729 Mycobacterium szulgai 
nebacterineae; Mycobacteriaceae; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Chrysiogenes arsenatis 


arsenatis Bacteria; 


Actinomyces 
Actinomyces 
ycineae; 


Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 
Clostridium. 


Clostridium 
Clostridium 
lostridium. 
Dictyoglomus 
Dictyoglomus 


Clostridium 
Clostridium 
stridium. 


ref|NR_029231.1 


Clostridium sporogenes 


208355 209857 Clostridium sporogenes 
Clostridium. 


497272 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


497272 Bacteria_16S 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


497272 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


497272 Bacteria_16S 


antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 


497272 Bacteria_16S 


strain YIM 70085 
Actinobacteria; A 


497272 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


497272 Bacteria_16S 


strain QH3A7 16S 
Actinobacteria; A 


497272 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


497272 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


497272 Bacteria_16S 


IMMIB R-145 16S r 
Actinobacteria; A 


497272 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


497272 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


497272 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


497272 Bacteria_16S 


strain M343/98/2 
Actinobacteria; A 


497272 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


497272 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


497272 Bacteria_16S 


strain 216 16S ri 
Actinobacteria; A 
Luteococcus. 


497272 Bacteria_16S 


VKM Ac-1800 16S r 
Actinobacteria; A 


497272 Bacteria_16S 


strain SW-45 16S 


313607 313674 25 92 gi 
3 16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
403076 403143 25 92 gi 
YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 

410840 410907 25 92 gi 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
420086 420153 25 92 gi 
KM Ac-2118 16S ribosomal RNA, partial 

Actinobacteria; Actinobacteridae; Ac 


v 


v 


421603 421694 1 92 gi 
ctinobacteridae; Actinomycetales; Micr 
482967 483058 1 92 gi 
train sr15 16S ribosomal RNA, partial 

acteria; Synergistetes; Synergistia; S 
489223 489290 25 92 gi 
ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Micr 
513684 513751 25 92 gi 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
539656 539723 25 92 gi 
BI 114 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
544204 544271 25 92 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
603210 603301 1 92 gi 

16S ribosomal RNA, partial sequence 

cales; Desulfurobacteriaceae; Thermovi 
650555 650622 25 92 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
657949 658016 25 92 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
673105 673196 1 92 gi 


ctinobacteridae; Actinomycetales; Acti 
682099 682178 1 80 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
704669 704736 25 92 gi 
EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


707493 707560 25 92 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


Prop 


755535 755626 1 92 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
763096 763175 1 80 
ribosomal RNA, partial sequence 


gi 


Micr 
gi 


265678851 
31331 
idiaceae; 
265678786 
quence 
Actinomyce 


265678780 
uence 
bacillacea 

265678774 
sequence 
tinomyceta 


265678773 


16S ribosomal RNA, partial sequence 421328 42283 
ococcineae; 


265678729 
sequence 
ynergistal 

265678725 


488917 49045 


ococcineae 
265678709 


513446 51481 


illus. 

265678692 
ence 53938 
coccaceae; 
265678689 


543951 54542 


nebacterin 
265678649 
60290 
brio. 
265678617 
tial seque 
rococcacea 
265678610 


657665 65912 


Anaerosti 
265678600 


16S ribosomal RNA, partial sequence 672829 67426 


nomycineae 
265678594 
68188 
eriaceae; 
265678579 
ence 70441 
ales; Prop 


265678577 


707255 70861 


ionibacter 


265678542 


755262 75674 


ococcineae 
265678537 


762839 76433 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


497272 Bacteria_16S 


strain J72 16S ri 
Actinobacteria; A 


497272 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


497272 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


497272 Bacteria_16S 


789270 789337 25 92 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
796923 796990 25 92 gi 


gi 


strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
853117 853208 1 92 gi 


in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


865473 865560 5 92 gi 


265678519 


789013 79048 


nebacterin 
265678514 
al sequenc 
nibacillac 
265678477 
quence 

ria; Desul 


265678468 


halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 


ref|NR_029157.1 
5 314767 Clostr 
Clostridium. 
ref|NR_029091.1 
402781 404300 
tales; Streptomy 


ref|NR_029085.1 

410506 412073 
e; Lactobacillus 
ref|NR_029079.1 

419777 421277 
les; Micrococcin 
ref |NR_029078.1 
; Yaniellaceae; 
ref |NR_029034.1 

482698 484170 
es; Synergistace 
ref |NR_029030.1 
; Jonesiaceae; J 
ref|NR_029014.1 
3 Lactobacillus 


ref |NR_028997.1 
4 540811 Subdol 
Subdoligranulum 
ref |NR_028994.1 


eae; Nocardiacea 
ref |NR_028954.1 
5 604369 Thermo 


ref 
nce 


NR_028922.1 

650305 
e; Aerococcus. 
ref|NR_028915.1 
0 Anaerostipes 
pes. 


ref|NR_028905.1 


; Actinomycetace 
ref|NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref |NR_028884.1 
6 705838 Friedm 
ionibacterineae 


, 


ref|NR_028882.1 


ineae; Propionib 


ref|NR_028846.1 


; Microbacteriac 
ref|NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028823.1 


eae; Gordoniacea 
ref|NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref |NR_028780.1 
852834 854357 
fobacterales; De 


ref|NR_028771.1 
865186 866674 


Clostridium botulinum 
idium botulinum A 


Streptomyces 
Streptomyces 
cineae; 


Lactobacillus 
Lactobacillus 
Brevibacterium 
Brevibacterium 

eae; Brevibacteriaceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Dethiosulfovibrio 
Dethiosulfovibrio 

ae; Dethiosulfovibrio. 
Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Lactobacillus rossiae 
rossiae Bacteria; 


Subdoligranulum 
igranulum variabile 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Thermovibrio ruber 
vibrio ruber Bacteria; 


Aerococcus 
651625 Aerococcus 


Anaerostipes caccae 


caccae Bacteria; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Neisseria lactamica 
ria lactamica Bacteria; 


Friedmanniella 
anniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Paenibacillus 
Paenibacillus 

us. 

Desulforegula 
Desulforegula 
sulfobacteraceae; 


Sulfurospirillum 
Sulfurospirillum 


halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Sulfurospirillum. 


497272 Bacteria_16S 875911 875978 25 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
497272 Bacteria_16S 
koreensis strain 


881926 881993 25 


Catellatospora. 


497272 Bacteria_16S 883447 883538 1 


92 gi 


92 gi 


LM042 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


92 gi 


265678461 


265678456 


265678455 


hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 


hydrothermale Bacteria; 
Desulfacinum. 
497272 Bacteria_16S 
koreensis strain 
Bacteria; Firmicutes; 
497272 Bacteria_16S 


Proteobacteria; 
898750 898817 25 


Bacillales; 
909519 909586 25 


Deltaproteobacteria; 


92 gi 


Y¥C300 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


265678445 


xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 


xylanovorans Bacteria; 
497272 Bacteria_16S 


Firmicutes; 
917335 917402 25 


strain IEGM 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


497272 Bacteria_16S 918900 918967 25 


strain 213E 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


497272 Bacteria_16S 
strain B1333 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
497272 Bacteria_16S 1030927 1030994 25 


996014 996081 25 


Clostridia; 


complete sequence 
Carnobacteriaceae; 


Paenibacillus. 
92 gi| 265678438 |ref|NR_028740.1 
909211 910743 
Clostridiales; Clostridiaceae; Clo 
92 gi| 265678433 |ref|NR_028735.1 


92 gi 


92 gi 


92 gi 


Cory 


Cory 


917039 91855 
nebacterineae; 


265678432 


918602 92011 
nebacterineae; 


265678380 


995703 99724 
Granulicatella. 


265678357 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 
497272 Bacteria_16S 1046346 1046413 25 


92 gi 


265678347 


quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 


quisquiliarum Bacteria; 
497272 Bacteria_16S 
strain LK2-10 16S 


Firmicutes; 
1047849 1047916 25 


Micromonospora. 


497272 Bacteria_16S 1049382 1049473 1 


Bacillales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


92 gi 


92 gi 


Bacillaceae; 


265678346 


1047573 10490 
omonosporineae; 


265678345 


lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 


lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 


497272 Bacteria_16S 
sanguinis strain 
Bacteria; Actinobacteria; 
Brevibacterium. 
497272 Bacteria_16S 1171623 11717141 
peptidovorans DSM 11002 
peptidovorans DSM 11002 
Dethiosulfovibrio. 
497272 Bacteria_16S 
strain EX-H1 16S 
Aquificae; Aquificales; 
497272 Bacteria_16S 


1132257 1132324 25 


Bacteria; 


1191209 1191308 1 


1204965 1205031 25 


DSM 13279 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


Bacteria; Actinobacteria; 
Collinsella. 
497272 Bacteria_16S 
variabilis strain 


1225991 1226058 25 


Isoptericola. 


497272 Bacteria_16S 1236691 1236758 25 


ribosomal RNA, partial sequence 
Hydrogenothermaceae; 


92 gi 


CF63 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


92 gi 


100 gi 


92 gi 


MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Synergistia; 


253680768 
11319 


228719312 


16S ribosomal RNA, partial sequence 11713 
Synergistetes; 


228715750 


1190944 11924 
Persephonella. 


228715355 


1204671 12061 


paucivorans strain SYR1 16S ribosomal RNA, partial sequence 12363 


Bacteria; Firmicutes; 
497272 Bacteria_16S 
mcbrellneri ATCC 


Clostridia; 
1260679 1260746 25 


49030 16S ribosomal RNA, partial sequence 


ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 


Brevibacteriaceae; Brevibacterium. 

497272 Bacteria_16S 1265180 1265247 25 
16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 


Clostridium. 


Coriobacteriales; Coriobacterineae; Co 
92 gi|219878300|ref|NR_025439.1 
1225722 1227193 Isopte 

Micrococcineae; Prom 

92 gi|219878251|ref|NR_025390.1 
92 1237878 Parasp 

Clostridiales; Lachnospiraceae; Parasporobacter 
92 gi| 219846707 |ref|NR_026299.1 
1260397 1261800 Brevib 

Actinomycetales; Micrococc 

92 gi|219846539|ref|NR_026131.1 


Streptomycineae; 
881630 883139 Catell 


Micromonosporineae; 


Syntrophobacterales; 


898427 899962 Paenib 


Actinomycetales; 


Cerasibacillus. 


Micrococcineae; 


Synergistales; 


ref |NR_028764.1 


ref |NR_028758.1 


ref|NR_028757.1 
883190 884650 


ref |NR_028747.1 


Gordoniacea 
ref |NR_028734.1 
Gordoniacea 


ref|NR_028682.1 


ref|NR_028659.1 
1030633 103211 
Micromon 


ref|NR_028649.1 
1046039 104752 


ref|NR_028648.1 


Micromonos 


ref |NR_028647.1 

1049100 105058 
Balneariu 
ref|NR_028016.1 
55 1133449 Brevib 
Brev 


ref|NR_027582.1 
45 1172849 Dethio 
Syne 


ref|NR_027538.1 
06 Persephonella 


ref|NR_027527.1 
28 Collinsella 


Streptomyces 


875686 877087 Streptomyces scopiformis 
Streptomycetaceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Paenibacillus 
acillus koreensis 


Clostridium 

Clostridium 
stridium. 

Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Micromonospora 
4 Micromonospora 
osporineae; 


Cerasibacillus 
2 Cerasibacillus 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Balnearium 
0 Balnearium 
m. 
Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Dethiosulfovibrio 
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eee winogradskyi strain LMG 21969 16S ribosomal RNA, partial 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

497272 Bacteria_16S 1344119 13442101 92 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 

497272 Bacteria_16S 1350273 1350340 25 92 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
497272 Bacteria_16S 1419408 1419475 25 92 gi|224581445|ref|NR_027227.1| Bacillus infernus 


strain TH-23 16S 
Firmicutes; 


subsp. 
subsp. 


subsp. 
subsp. 


Corynebacterium. 
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Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 


497272 Bacteria_16S 1683581 1683648 25 92 gi|219878419|ref|NR_025558.1| Clostridium 


lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
497272 Bacteria_16S 1709592 1709659 25 92 gi|219878401|ref|NR_025540.1| Corynebacterium 


atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


497272 Bacteria_16S 1733914 1733981 25 92 gi| 219878385 |ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
497272 Bacteria_16S 1758414 1758481 25 92 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

497272 Bacteria_16S 1774777 1774844 25 92 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 


longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
497272 Bacteria_16S 1809791 1809858 25 92 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

497272 Bacteria_16S 1849558 1849637 1 80 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 
497272 Bacteria_16S 1852453 1852520 25 92 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 


497272 Bacteria_16S 1854006 1854073 25 92 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

497272 Bacteria_16S 1866230 1866297 25 92 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
497272 Bacteria_16S 1902921 1902988 25 92 gi|219878261|ref|NR_025400.1| Facklamia miroungae 
CIP 106764 16S ribosomal RNA, partial sequence 1902626 1904030 Facklamia miroungae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

497272 Bacteria_16S 1907125 1907216 1 92 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
497272 Bacteria_16S 1908600 1908667 25 92 gi|219878257|ref|NR_025396.1| Aerococcus 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
497272 Bacteria_16S 1931627 1931718 1 92 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
497272 Bacteria_16S 1934591 19346785 92 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
strain CHO0O1A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

497272 Bacteria_16S 1937638 1937705 25 92 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 
497272 Bacteria_16S 2056709 2056776 25 92 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
497272 Bacteria_16S 2058248 2058315 25 92 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
497272 Bacteria_16S 2079652 2079719 25 92 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 
497272 Bacteria_16S 2087311 2087402 1 92 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 
497272 Bacteria_16S 2099392 2099471 1 80 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 


497272 Bacteria_16S 2138890 2138957 25 92 gi 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial 
palatopharyngis Bacteria; Actinobacteria; Actinobacteri 
Pseudonocardiaceae; Amycolatopsis. 
497272 Bacteria_16S 2161423 2161490 25 92 gi|219857627 
strain F829 16S ribosomal RNA, partial sequence 2161153 21625 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
497272 Bacteria_16S 2173645 2173712 25 92 gi|219857619 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiaceae; Rhodococcus. 

497272 Bacteria_16S 2231172 22312711 100 gi 
guaymasensis strain H2 16S ribosomal RNA, partial seque 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; 
497272 Bacteria_16S 2232721 2232788 25 92 gi 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
497272 Bacteria_16S 2260229 2260296 25 92 gi 
thermospinosisporus strain AT10 16S ribosomal RNA, part 
thermospinosisporus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 
497272 Bacteria_16S 2305814 2305881 25 92 gi| 219857525 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequ 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Tsukamurellaceae; Tsukamurella. 
497272 Bacteria_16S 2327088 2327155 25 92 gi|219857511 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
497272 Bacteria_16S 2343559 2343626 25 92 gi| 219857498 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; Actinopolymorpha. 

497272 Bacteria_16S 2351062 2351153 1 92 gi 
marinus strain srl2 16S ribosomal RNA, partial sequence 
Bacteria; Synergistetes; Synergistia; Synergistales; Sy 
497272 Bacteria_16S 2421304 2421371 25 92 gi 
pyridinivorans strain PDB9 16S ribosomal RNA, partial s 
pyridinivorans Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Rhodococcus. 

497272 Bacteria_16S 2424318 2424397 1 80 gi 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
497272 Bacteria_16S 2434753 2434820 25 92 gi 
peptidivorans strain TMC4 16S ribosomal RNA, partial se 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Cl 
497272 Bacteria_16S 2472690 2472780 2 92 gi|219857401 
strain LYP 16S ribosomal RNA, partial sequence 2472404 24737 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrop 
497272 Bacteria_16S 2514871 2514961 1 92 gi| 219857367 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Calor 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
497272 Bacteria_16S 2534600 2534667 25 92 gi| 219857354 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioidaceae; Friedmanniella. 
497272 Bacteria_16S 2587571 2587638 25 92 gi| 219857276 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioidaceae; Friedmanniella. 
497272 Bacteria_16S 2610674 2610741 25 92 gi| 219857258 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
497272 Bacteria_16S 2621486 2621553 25 92 gi|219857251 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 26212 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
497272 Bacteria_16S 2687972 2688039 25 92 gi|219857197 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
497272 Bacteria_16S 2776492 2776559 25 92 gi| 219857132 
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Pe 
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, 
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bacterin 


Actinomycet 
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bacterin 


1 sequen 
ridae; Actin 


Actinomycet 


ref|NR_025231.1 

2138615 214004 
omycetales; 
ref|NR_025216.1 
eae; 


ref 
2 


NR_025208.1 
173451 217485 
ales; 


ref|NR_025166.1 
13 2232371 Persep 
lla. 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025147.1 
ce 2259931 226145 
omycetales; 


ref 
ence 
ceta 


NR_025113.1 
230551 

les; Coryneb 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025086.1 
2343294 234473 
ales; Propio 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025033.1 

2421026 242250 
mycetales; Coryn 


ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_025019.1 
2434473 243595 
ostridiaceae; Cl 


ref|NR_024989.1 


hace 
ref 
amat 


ae; Smithell 
NR_024955.1 
or coolhaasi 


ref |NR_024942.1 
2534307 253578 
ales; Propioniba 


v 


ref |NR_024907.1 
2587275 258874 
ales; Propioniba 


v 


ref|NR_024889.1 


eae; Pseudonocar 
ref|NR_024881.1 
00 2622680 Planom 
ref |NR_024825.1 


Nocardiacea 


albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 


albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


Pseu 


Coryne 


e; 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiacea 


e; Nocardia. 

Rhodococcus 
9 Rhodococcus 
bacterineae; 


Persephonella 
honella guaymasensis 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Streptomyces 

2 Streptomyces 
Streptomycineae; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Rhodococcus 

2 Rhodococcus 
ebacterineae; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Clostridium 

3 Clostridium 
ostridium. 

Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Friedmanniella 
9 Friedmanniella 


cterineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
diaceae; 


Prauserella. 
Planomicrobium 
icrobium mcmeekinii 


Nocardia sienata 


13 Nocardia sienata Bacteria; 
eae; 


Nocardia. 


ref |NR_024760.1 
2776208 277769 


Streptomyces 
6 Streptomyces 


Streptomycineae; 
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497272 Bacteria_16S 
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2805027 2805094 25 92 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2806549 2806616 25 92 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808071 2808138 25 92 gi 
in IFO 12511 16S ribosomal RNA, partia 
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n K95-5561 16S ribosomal RNA, partial 
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e; Actinoplanes. 
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teria; Actinobacteria; Actinobacterida 
16S ribosomal RNA, partial sequence 2798665 28 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2803231 28 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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ref|NR_024756.1| Thiothrix disciformis 
12 Thiothrix disciformis Bacteria; 

e; Thiothrix. 
ref|NR_024752.1 
65 2789727 Paenib 


Paenibacillus 
acillus koleovorans 


ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 
us. 
ref |NR_024749.1 
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ref|NR_024747.1| Actinoplanes 
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ales; Micromonosporineae; 


Clostridium 
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stridium. 


ref|NR_024745.1| Actinoplanes lobatus 
36 Actinoplanes lobatus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 
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cetales; Micromonosporineae; 
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ref|NR_024735.1| Tetrasphaera elongata 
09 Tetrasphaera elongata Bacteria; 

; Intrasporangiaceae; Tetrasphaera. 
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39 Catenuloplanes crispus Bacteria; 

neae; Micromonosporaceae; 
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ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
etales; Streptomycineae; 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


Streptomyces 
0 Streptomyces 
tomycineae; 


ref|NR_026528.1| Streptomyces 
2980041 2981526 Streptomyces 
Streptomycineae; 


497272 Bacteria_16S 2984909 2984976 25 92 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

497272 Bacteria_16S 3022817 3022884 25 92 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
497272 Bacteria_16S 3039545 3039612 25 92 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


497272 Bacteria_16S 3047193 3047260 25 92 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

497272 Bacteria_16S 3048735 3048802 25 92 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

497272 Bacteria_16S 3053278 3053337 25 84 gi|219846886|ref|NR_026478.1| Formivibrio citricus 


strain CreCitl 16S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 
497272 Bacteria_16S 3090865 3090932 25 92 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 
497272 Bacteria_16S 3099895 3099962 25 92 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Lactobacillales; Aerococcaceae; Facklamia. 
497272 Bacteria_16S 3102861 3102928 25 92 gi|219846853|ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 
497272 Bacteria_16S 3137342 31374295 92 gi|219846830|ref|NR_026422.1| Sulfurospirillum 
deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Campylobacteraceae; Sulfurospirillum. 
497272 Bacteria_16S 3285949 3286016 25 92 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
497272 Bacteria_16S 3298184 3298251 25 92 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 
497272 Bacteria_16S 3320954 3321021 25 92 gi|219846705|ref|NR_026297.1| Gordonia hirsuta 
strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
497272 Bacteria_16S 3325538 3325605 25 92 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
497272 Bacteria_16S 3327059 3327126 25 92 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
497272 Bacteria_16S 3328578 3328645 25 92 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
497272 Bacteria_16S 3331634 3331701 25 92 gi|219846697|ref|NR_026289.1| Pilimelia anulata 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
497272 Bacteria_16S 3333129 3333196 25 92 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
497272 Bacteria_16S 3334623 3334690 25 92 gi| 219846695 |ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
497272 Bacteria_16S 3340664 3340731 25 92 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
497272 Bacteria_16S 3342191 3342258 25 92 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 


Ww 


497272 Bacteria_16S 3345238 3345305 25 92 gi| 219846687 |ref|NR_026279.1 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 33449 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonospora. 

497272 Bacteria_16S 3346764 3346831 25 92 gi|219846686|ref|NR_026278.1 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 33464 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonospora. 

497272 Bacteria_16S 3348290 3348357 25 92 gi| 219846685 |ref|NR_026277.1 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 33480 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonospora. 

497272 Bacteria_16S 3380427 3380494 25 92 gi|219846662|ref|NR_026254.1 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordon 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; G 
497272 Bacteria_16S 3393954 3394021 25 92 gi|219846649|ref|NR_026241.1 


strain DSM 2062 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 3396968 3397035 25 92 gi 
strain DSM 43852 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 3406125 3406216 1 92 gi 
strain DSM 20116 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 3412256 3412347 1 92 gi 
strain NCTC 10951 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
497272 Bacteria_16S 3415232 3415299 25 92 gi 
strain NCTC 25174 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Cellulomonas. 
497272 Bacteria_16S 3473733 3473800 25 92 gi 
strain DSM43338 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
497272 Bacteria_16S 3479741 3479832 1 92 gi 
denticolens strain NCTC 11490 16S ribosomal RNA, partia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; Actinomyces. 

497272 Bacteria_16S 3482732 3482799 25 92 gi 
acetireducens strain DSM 10703 16S ribosomal RNA, parti 
acetireducens Bacteria; Firmicutes; Clostridia; Clostri 
497272 Bacteria_16S 3485845 3485912 25 92 gi 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

497272 Bacteria_16S 3487411 3487478 25 
strain DSM 3133 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 3493558 3493625 25 92 gi 
municipale strain DSM 44069 16S ribosomal RNA, partial 
municipale Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Thermocrispum. 
497272 Bacteria_16S 3502379 3502446 25 
strain DSM 20425 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 3583181 3583248 25 92 gi 
thermopalmarium strain BVP 16S ribosomal RNA, partial s 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clost 
497272 Bacteria_16S 3595539 3595606 25 92 gi 
strain 743A 16S ribosomal RNA, partial sequence 
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Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 3597064 3597131 25 92 gi|219846509|ref|NR_026101.1 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticu 
497272 Bacteria_16S 3639382 3639449 25 92 gi| 219846479 |ref|NR_026071.1 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 363910 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Streptomycetaceae; Streptomyces. 
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497272 Bacteria_16S 3651563 3651642 1 80 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

497272 Bacteria_16S 3653144 3653211 25 92 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

497272 Bacteria_16S 3712228 3712295 25 92 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 
497272 Bacteria_16S 3713689 3713756 25 92 gi| 219846427 |ref|NR_026018.1| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
497272 Bacteria_16S 3730114 3730181 25 92 gi|219846414|ref|NR_026005.1| Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 
497272 Bacteria_16S 3807943 38080305 92 gi| 219846357 |ref|NR_025948.1| Campylobacter 
helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
497272 Bacteria_16S 3811076 3811143 25 92 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 
497272 Bacteria_16S 3815679 3815758 1 80 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 


497272 Bacteria_16S 3835301 3835380 1 80 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
strain C-1 16S ribosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

497272 Bacteria_16S 3917542 3917609 25 92 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 
497272 Bacteria_16S 3926995 3927062 25 92 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
497272 Bacteria_16S 3930140 3930207 25 92 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 


497272 Bacteria_16S 3931683 3931750 25 92 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

497272 Bacteria_16S 4023468 4023567 1 99 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

497272 Bacteria_16S 4024974 4025041 25 92 gi|219846206|ref|NR_025796.1| Clostridium jejuense 


strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
497272 Bacteria_16S 4041729 4041796 25 92 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
497272 Bacteria_16S 4043263 4043330 25 92 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
497272 Bacteria_16S 4047842 4047909 25 92 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
497272 Bacteria_16S 4049322 4049401 1 80 gi| 219846187 |ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
497272 Bacteria_16S 4064317 4064404 5 92 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

497272 Bacteria_16S 4077943 4078034 1 92 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

497272 Bacteria_16S 4082641 4082708 25 92 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
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497272 Bacteria_16S 531970 532044 25 99 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

497272 Bacteria_16S 550417 550491 25 99 gi|265678685|ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

497272 Bacteria_16S 554916 555010 5 99 gi|265678682|ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

497272 Bacteria_16S 556458 556552 5 99 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

497272 Bacteria_16S 558002 558096 5 99 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

497272 Bacteria_16S 564136 564234 1 99 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
497272 Bacteria_16S 585155 585229 25 99 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

497272 Bacteria_16S 595698 595780 10 92 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

497272 Bacteria_16S 610842 610916 25 99 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
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497272 Bacteria_16S 931186 931256 10 80 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 959101 959175 25 99 gi|265678405|ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

497272 Bacteria_16S 960601 960695 5 99 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

497272 Bacteria_16S 962195 962269 25 99 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

497272 Bacteria_16S 981920 981994 25 99 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 


strain BARC318 16 
Tenericutes; Moll 


497272 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


497272 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


strain NAFOO1 16S 
Firmicutes; Bacil 


497272 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


497272 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


497272 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


497272 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
497272 Bacteria_16S 


strain ES10.1 16S 


Actinobacteria; Actinoba 
497272 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


497272 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


497272 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


497272 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


497272 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


497272 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


497272 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


497272 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


497272 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


497272 Bacteria_16S 


S ribosomal RNA, 
icutes; Entomoplasmatales; 
1020297 1020371 25 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1065972 1066050 2 80 


99 gi 
gi 


1080769 1080843 25 99 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1112565 1112662 1 99 gi 

76 16S ribosomal RNA, partial sequenc 
acteria 


, 


1115660 1115733 25 99 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 
1130713 1130787 25 99 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 
1138285 1138383 1 99 


gi 


Kine 
gi 


Stre 
gi 


Actinomycetales; Micrococcineae; Micr 
1159449 1159523 25 99 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1219891 1219973 10 92 gi 


bacillales; Carnobacteriaceae; Allofus 
1262123 1262197 25 99 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 
1278591 1278665 25 99 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1281542 1281616 25 99 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1327307 1327381 25 99 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1414809 1414903 5 99 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
1441085 1441159 25 99 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1491039 1491109 10 80 gi 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 


WM1 Bacteria; 


Firmicutes; 


Clostridia; Clostridiales; Cl 


497272 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


1513440 1513514 25 99 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


Actinobacteridae; Actinomycet 


complete sequence 981620 98314 
Entomoplasmataceae; 
265678364 

1019984 10214 
Streptoc 


occus. 


1091188 10926 


illus. 


e 
ales; 


a 
tis 
ales; 


aceae; 


aceae; 


ales; 


llus. 


265678333 
6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chro 
497272 Bacteria_16S 


matiaceae; 
265678322 
1080469 10819 


265678300 
11123 
Micr 


265678298 
1115364 11168 
osporiinea 
253680769 
1130448 11319 
ptosporang 
253680764 
omal RNA, complete sequence 1138010 1139535 Leifs 
obacteriac 
228721485 

11591 
Peptococ 
219878362 
6S ribosomal RNA, partial sequence 1219617 12211 


219846681 
12618 
Cory 
219846093 
1278319 12798 
Entomoplasmat 
219846087 
1281261 12827 
Entomoplasmat 
219846129 
rtial sequ 
Lact 
224581448 
6S ribosomal RNA, partial sequence 1414552 14160 
seudomonad 
224581427 
ence 14407 


219846902 

14907 
ostridiace 
219878119 
1513128 1514643 Bacillus odysseyi Bacteria; 


1 Entomoplasma 
ntomoplasma. 

ref|NR_028666.1 
95 Streptococcus 


E 


ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref|NR_028624.1 


88 Lactobacillus 


ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 
ref |NR_028599.1 
e; Kineosporiace 
ref|NR_028017.1 
04 Nocardiopsis 
ineae; Nocardiop 
ref|NR_028012.1 
onia rubra Bacte 
eae; Leifsonia. 
ref |NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_025501.1 


ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_025683.1 


Mesoplasma. 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_025719.1 
ence 132699 
obacillaceae; La 
ref|NR_027230.1 


E 


aceae; Pseudomon 
ref|NR_027209.1 
88 1442278 Filoba 


ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 


freundtii Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Rheinheimera pacifica 


pacifica Bacteria; 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


lales; Bacillaceae; Bacillus. 

1088385 1088479 5 99 gi|265678317|ref|NR_028619.1| Pseudomonas 
in E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

1091491 1091565 25 99 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 


algidus Bacteria; 
Microbacterium 
acterium halophilum 


obacteriaceae; 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Leifsonia rubra strain 
ria; Actinobacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Allofustis seminis 


16 Allofustis seminis Bacteria; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Lactobacillus sakei 

5 1328388 Lactobacillus 
ctobacillus. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Filobacillus 
cillus milosensis 


Clostridium 
idium saccharolyticum 


ref|NR_025258.1 


Bacillus odysseyi 


219878449 
16405 
219878448 
16420 
219878447 
16436 
219878446 
16452 
219878444 
16467 
219878443 
16496 
219878442 
16497 
gi| 219878441 
sequence 

gi| 219878439 
16527 
219878438 
16542 
gi| 219878437 
sequence 

gi| 219878436 
16588 
219878435 
16603 
gi| 219878434 
sequence 

gi| 219878433 
sequence 

gi| 219878432 
RNA, partial 
gi| 219878431 
sequence 

gi| 219878430 
sequence 

gi| 219878429 
16681 
219878428 
16696 
219878427 
16711 
gi| 219878426 
sequence 

gi| 219878425 
sequence 

gi| 219878424 


gi 


gi 


gi 


ribosomal RNA, partial sequence 


gi|219878423 
sequence 
gi|219878422 
sequence 
gi|219878421 
16801 
219878420 
16817 
gi|219878419 
sequence 
gi|/219878418 
16861 
219878417 
16862 
219878415 
16892 
219878414 
16892 
gi|219878413 
sequence 
gij219878412 
sequence 
gij/219878411 
16939 


gi 


ref|NR_025588.1 
20 1642031 
ref|NR_025587.1 
82 1643592 
ref|NR_025586.1 
43 1645153 
ref|NR_025585.1 
04 1646655 
ref|NR_025583.1 
06 1648152 
ref|NR_025582.1 
49 
ref|NR_025581.1 
00 1651141 
ref|NR_025580.1 

1651192 165267 
ref|NR_025578.1 
28 1654224 
ref|NR_025577.1 
75 1655771 
ref|NR_025576.1 

1655822 165727 
ref|NR_025575.1 
29 


NR_025574.1 


NR_025573.1 
1660434 166191 
NR_025572.1 

1661967 166345 
ref|NR_025571.1 
sequence 166350 
ref|NR_025570.1 

1665031 166651 
NR_025569.1 
1666570 166806 
NR_025568.1 
14 1669588 
ref|NR_025567.1 
39 1671136 
ref|NR_025566.1 
87 1672548 
ref|NR_025565.1 

1672599 167407 
ref|NR_025564.1 

1674127 167557 
ref|NR_025563.1 


ref|NR_025562.1 

1677147 167861 
ref|NR_025561.1 

1678661 168014 
ref|NR_025560.1 
96 1681676 
ref|NR_025559.1 
27 1683234 
ref|NR_025558.1 

1683285 168470 
NR_025557.1 


NR_025556.1 
06 1687661 
ref|NR_025554.1 
35 
ref|NR_025553.1 
86 1690816 
ref|NR_025552.1 

1690867 169233 
NR_025551.1 
1692386 169391 


NR_025550.1 
68 1695461 


Pseudomonas proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 
Pseudomonas meridiana strain CMS 38 16S ribosomal RNA, partial sequence 
Pseudomonas antarctica strain CMS 35 16S ribosomal RNA, partial sequence 
Aeromonas simiae strain IBS S6874 16S ribosomal RNA, partial sequence 
Stella vacuolata strain DSM 5901 16S ribosomal RNA, partial sequence 
Stella humosa strain DSM 5900 16S ribosomal RNA, partial sequence 1648203 
Labrys monachus strain VKM B1479 16S ribosomal RNA, partial sequence 
Bacillus galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial 
Thermomonas brevis strain R-13291 16S ribosomal RNA, partial sequence 
Thermomonas fusca strain R-10289 16S ribosomal RNA, partial sequence 
Ochrobactrum gallinifaecis strain Iso 196 16S ribosomal RNA, partial 


4 
Vibrio fortis strain CAIM 629 16S ribosomal RNA, partial sequence 1657325 
Grimontia hollisae strain 75-80 16S ribosomal RNA, partial sequence 1658880 


Sporosarcina macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial 
6 

Kibdelosporangium philippinense strain A 80407 16S ribosomal RNA, partial 
6 

Kibdelosporangium aridum subsp. 
7 1664980 

Kibdelosporangium albatum strain R 761-7 16S ribosomal RNA, partial 


largum strain SKF-AAD-609 16S ribosomal 


9 
Escherichia albertii strain Albert 19982 16S ribosomal RNA, partial 
3 
Actinomyces nasicola strain R2014 16S ribosomal RNA, partial sequence 


Clostridium bolteae strain 16351 16S ribosomal RNA, partial sequence 
Enterobacter cowanii strain 888-76 16S ribosomal RNA, partial sequence 


Amycolatopsis vancoresmycina strain ST101170 16S ribosomal RNA, partial 
6 

Amycolatopsis balhimycina strain DSM 44591 16S ribosomal RNA, partial 
5 

Amycolatopsis keratiniphila subsp. nogabecina strain DSM 44586 16S 
1675626 1677096 

Amycolatopsis decaplanina strain DSM 44594 16S ribosomal RNA, partial 
0 

Amycolatopsis japonica strain MG 417-CF 17 16S ribosomal RNA, partial 
5 

Vulcanithermus mediatlanticus strain TR 16S ribosomal RNA, partial sequence 


Actinomyces oricola strain R5292 16S ribosomal RNA, partial sequence 
Clostridium lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial 


2 
1684753 


Bacillus aeolius strain 4-1 16S ribosomal RNA, partial sequence 
Tepidiphilus margaritifer strain N2-214 16S ribosomal RNA, partial sequence 
Bacillus saliphilus strain 6AG 16S ribosomal RNA, partial sequence 1687712 
Planococcus rifietoensis strain M8 16S ribosomal RNA, partial sequence 
Cellvibrio ostraviensis strain LMG 19434 16S ribosomal RNA, partial 

5 


Desulfosporosinus auripigmenti strain OREX-4 16S ribosomal RNA, partial 
7 


Pseudomonas cannabina strain CFBP 2341 16S ribosomal RNA, partial sequence 


497272 Bacteria_16S 1525577 1525651 25 99 gi| 219857499 
strain ATCC 25258 16S ribosomal RNA, partial sequence 15252 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
497272 Bacteria_16S 1582910 1582984 25 99 gi| 219878489 


strain LMG 22166 
Firmicutes; Bacillales; 
497272 Bacteria_16S 
strain LMG 22165 
Firmicutes; Bacillales; 
497272 Bacteria_16S 
strain LMG 21727 
Firmicutes; Lacto 
497272 Bacteria_1 
strain LMG 21880 


6S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
497272 Bacteria_16S 1636301 1636375 25 99 gi 
R-16300 16S ribosomal RNA, partial sequence 16 


Bacillales; Bacillaceae; Bacillus. 
497272 Bacteria_16S 1637792 1637866 25 99 gi 
R-15447 16S ribosomal RNA, partial sequence 16 


Bacillales; Bacillaceae; Bacillus. 

497272 Bacteria_16S 1640785 1640879 5 99 gi| 219878449 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseud 
Pseudomonas. 

497272 Bacteria_16S 1642347 16424415 99 gi| 219878448 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 16435 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
497272 Bacteria_16S 1643908 1644002 5 99 gi| 219878447 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 16451 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
497272 Bacteria_16S 1660718 1660792 25 99 gi| 219878434 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; P 
497272 Bacteria_16S 1694227 16943215 99 gi|219878411 


strain CFBP 2341 
Proteobacteria; G 
497272 Bacteria_16S 
strain TO1 16S ri 
Proteobacteria; G 
497272 Bacteria_16S 
strain KMM 241 16 
Proteobacteria; G 
497272 Bacteria_16S 


Planococcaceae; 
1584466 1584540 25 


Planococcaceae; 
1587581 1587655 25 


Enterococcaceae; 
1630177 1630251 25 


1695771 1695865 5 


1700415 1700505 2 


1743109 1743183 25 


16S ribosomal RNA, partial sequence 1582619 15841 
Viridibacillus. 


99 


16S ribosomal RNA, partial sequence 1584175 15856 
Viridibacillus. 


99 


16S ribosomal RNA, partial sequence 1587284 15887 
bacillales; 


E 
99 


16S ribosomal RNA, partial sequence 1629885 16313 


16S ribosomal RNA, partial sequence 1693968 16954 
ammaproteobacteria; Pseudomonadales; P 


99 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


92 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 


99 


gi|219878488 


gi|219878486 


nterococ 
gi 


cus. 
219878456 


219878452 
36012 1637452 Bacil 


219878451 
37503 1638932 Bacil 


seudomonad 
gi|219878410 
1695512 16970 
seudomonad 
gi|219878407 
1700153 17016 
eromonad 


gi|219878378 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


497272 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


497272 Bacteria_16S 


decolorationis st 
decolorationis Ba 


497272 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


497272 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


497272 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


497272 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


497272 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


497272 Bacteria_16S 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 


R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1744653 1744735 10 92 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
1802079 1802153 25 99 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1837255 1837329 25 99 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1838818 1838892 25 99 gi 


bacillales; Lactobacillaceae; Lactobac 
1840381 1840455 25 99 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1869161 1869251 2 92 gi 


ammaproteobacteria; Alteromonadales; A 
1890803 1890877 25 99 gi 


Bacillus. 
99 


lales; Bacillaceae; 


1892324 1892398 25 


gi 


6S ribosomal RNA, partial sequence 1838512 18400 


16S ribosomal RNA, partial sequence 1868909 18703 


16S ribosomal RNA, partial sequence 1890504 18919 


ce 17428 
ales; Stre 
219878377 
17443 
occus. 

219878334 
ial sequen 
aceae; Bac 
219878310 
sequence 
tobacillac 
219878309 


illus. 

219878308 
al sequenc 
ctobacilla 
219878288 


1lteromonad 
219878270 


219878269 


ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref |NR_025628.1 


ref|NR_025627.1 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025595.1 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 


aceae; Pseudomon 
ref|NR_025573.1 

1660434 166191 
aenisporosarcin 
ref|NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


acea 
ref 


e; Pseudomon 
NR_025546.1 


aceae; Glaciecol 
ref|NR_025517.1 
31 1744318 Nocard 
ptosporangineae; 
ref|NR_025516.1 
69 1745812 Strept 


ref |NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025449.1 
1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025427.1 
93 Glaciecola pol 
aceae; Glaciecol 
ref|NR_025409.1 
89 Bacillus psych 


ref 


NR_025408.1 


psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


24 Viridibacillus 


79 Viridibacillus 


a. 


Lactobacillus jensenii 
acillus jensenii 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Enterococcus italicus 


italicus Bacteria; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Pseudomonas 
1 Pseudomonas 


domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Sporosarcina 
6 Paenisporosarcina 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Nocardiopsis 


iopsis metallicus 


Nocardiopsaceae; 


Streptococcus ratti 


ococcus ratti Bacteria; 


Bacillus 


0 Bacillus 


Lactobacillus 


1 Lactobacillus 
us. 


Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus 


3 Lactobacillus 
lus. 


Glaciecola polaris 
aris Bacteria; 


a. 


Bacillus psychrodurans 
rodurans Bacteria; 


Bacillus 


1892040 1893527 Bacillus 


497272 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


497272 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


497272 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


497272 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


497272 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


497272 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


497272 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


497272 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


497272 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


497272 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


497272 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


497272 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


497272 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


497272 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


497272 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


497272 Bacteria_16S 


strain BG29 16S r 
Firmicutes; Clost 


497272 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


497272 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


497272 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


497272 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


497272 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


1911616 1911690 25 99 gi 


lales; Planococcaceae; Ureibacillus. 
1960465 1960539 25 99 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 
1972391 1972465 25 99 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1975495 1975585 2 92 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
1978615 1978705 2 92 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2055198 2055272 25 99 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 

2082779 2082853 25 99 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2143321 2143415 5 99 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2144826 2144920 5 99 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


’ 


2146331 2146425 5 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2185795 2185869 25 99 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2219057 22191515 99 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


99 gi 


2234213 22343075 99 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2287720 2287794 25 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
2321013 23211075 99 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2322565 2322659 5 99 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2337454 2337528 25 99 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
2398159 2398233 25 99 gi 
SW28 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Sporo 
2404271 2404345 25 99 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
2425875 2425949 25 99 
ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
2451530 2451604 25 99 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2520939 2521033 5 99 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


99 gi 


Lactobac 
gi 


497272 Bacteria_16S 


16S ribosomal RNA, partial sequence 1911333 19128 


1972100 19735 


2143068 21445 


2146078 21475 


2287434 22889 


2337153 23386 


2403965 24054 


2425586 24269 


219878255 


219878221 
19601 
s. 

219878213 


Clostridiu 
219878211 
ce 19752 
acterales; 
219878209 
19783 
acterales; 
219878154 
tial seque 
dae; Actin 


219878134 
sequence 
acillaceae 

219857639 


seudomonad 
219857638 
equence 

ia; Pseudo: 


219857637 


seudomonad 
219857608 
nce 21855 
e; Carnoba 
219857586 
tial seque 
acteria; P 


219857576 
sequence 
ia; Pseudo: 


219857540 


ataceae; M 
219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857503 


e; Helioba 
219857461 
nce 23978 
sarcina. 

219857457 


illus. 
219857441 


219857418 
1 sequence 
tinomyceta 
219857363 
sequence 

teria; Pse 


2522419 25225135 99 gi 


ref |NR_025394.1 
21 Ureibacillus 


ref|NR_025360.1 
67 1961603 Vagoco 
ref|NR_025352.1 
m. 
ref |NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025293.1 
nce 205497 
omycetales; Stre 


ref|NR_025273.1 

2082477 208396 
; Lactobacillus 
ref |NR_025228.1 


aceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
monadales; Pseud 
ref|NR_025226.1 
aceae; Pseudomon 
ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025174.1 
nce 221879 
seudomonadales; 


4 


monadales; d 


ref|NR_025128.1 
esoplasma. 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025091.1 


cterium. 
ref |NR_025049.1 
69 2399376 Sporos 


ref|NR_025045.1 
86 Lactobacillus 


ref |NR_025029.1 


ref|NR_025006.1 
2451243 245274 
ceae; Seinonella 
ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


219857362 


brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 


Ureibacillus terrenus 


terrenus Bacteria; 


Vagococcus fessus 
ccus fessus Bacteria; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Lactobacillus 
3 Lactobacillus 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Carnobacterium 
acterium viridans 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


omonadaceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Sporosarcina 
arcina aquimarina 


Lactobacillus kimchii 
kimchii Bacteria; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Seinonella 

3 Seinonella 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


ref |NR_024950.1 
2522145 252361 


Pseudomonas 
7 Pseudomonas 


brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


497272 Bacteria_16S 
strain ATCC 4973 16S ribosomal RNA, partial sequence 2528225 25296 
udomonad 
219857340 
25549 


Proteobacteria; G 


497272 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
497272 Bact 
strain CIP 105470 
Proteobacteria; G 
497272 Bact 
strain CIP 105259 
Proteobacteria; G 
497272 Bact 
strain CIP 105274 
Proteobacteria; G 


497272 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


497272 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


497272 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


497272 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


497272 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


497272 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


497272 Bacteria_16 


strain ATCC 51266 
Firmicutes; Lacto 


497272 Bacteria_16 


strain CIP 105273 
Proteobacteria; G 


497272 Bacteria_16 


strain CIP 105460 
Bacteria; Proteob 


eria_16 


eria_16 


eria_16 


2528490 2528584 5 99 gi 
ammaproteobacteria; Pseudomonadales; P 
2555244 2555338 5 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
s 2556810 2556904 5 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
s 2561436 25615305 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
s 2570569 2570663 5 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2572157 2572227 10 80 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2579690 2579784 5 99 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581256 2581350 5 99 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2582826 2582920 5 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584395 2584489 5 99 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2589100 2589174 25 99 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
Ss 2592253 2592327 25 99 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
s 2595233 2595327 5 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
s 2596799 2596893 5 99 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 


497272 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


497272 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


497272 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


497272 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


497272 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


497272 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


497272 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


497272 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


497272 Bacteria_16S 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 


2672933 2673007 25 99 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2680545 2680619 25 99 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2705980 2706054 25 99 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2815517 28156115 99 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2853692 2853786 5 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858375 2858469 5 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2873949 2874023 25 99 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2919788 2919882 5 99 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


na 
219857339 
25565 
udomonad 
219857336 


se 


dales; 


se 


256 
se 


257 
se 


1 
os 


257 
se 


258 


nadales; 


nadales; 
258 
nadales; 
258 
cus. 

259 
cus. 

259 
se 


259 
nadales; 
e 
ac 


1 
Ca 


equence 


le 
equence 


ia; 


nadales; 


nadales; 
s 
ba 


1 


cteria; 


2943888 2943961 25 99 gi 


219857358 


udomonad 
219857287 


udomonad 
219857286 
sequence 
tridiale 
219857281 


udomonad 
219857280 


219857279 
25825 


219857278 


219857275 


219857273 


219857271 


udomonad 
219857270 


219857207 
sequence 
tobacill 
219857202 
sequence 
rnobacte 
219857184 


s Family 
219856913 


Pseudo: 


219856888 
28534 


219856885 
28581 


219856875 
equence 
cillus. 
219856843 
sequence 


219856827 


ref|NR_024946.1 
aceae; Pseudomon 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
NR_024917.1 
2571864 257337 
s; Clostridiacea 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024906.1 
00 2590328 Entero 


P 


11 


02 


94 


09 
P 


P 


41 
P 


88 


ref |NR_024904.1 
1938 2593451 Entero 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref |NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref |NR_024734.1 

2815260 281674 
monadales; Pseud 


49 


65 
P 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024694.1 


2873633 287517 


P 


P 


ref|NR_024662.1 
2919511 292100 


Pseudomonadales; P 


ref|NR_024646.1 
2943614 294507 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 
as. 


Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 


monas migulae Bacteria; 
as. 


Pseudomonas mosselii 


monas mosselii Bacteria; 
as. 


Pseudomonas jessenii 


monas jessenii Bacteria; 
as. 


Clostridium 


7 Clostridium 
e; 


Clostridium. 
Pseudomonas cedrina 


monas cedrina Bacteria; 
as. 


Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


monas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


monas orientalis 


Pseudomonas. 
Enterococcus mundtii 


coccus mundtii Bacteria; 


Enterococcus dispar 


coccus dispar Bacteria; 


Pseudomonas mandelii 


monas mandelii Bacteria; 
as. 


Pseudomonas libanensis 


monas libanensis 


Pseudomonas. 
Lactobacillus 

4 Lactobacillus 

llus. 
Alkalibacterium 

1 Alkalibacterium 

acterium. 
Exiguobacterium 

1 Exiguobacterium 

edis; Exiguobacterium. 
Pseudomonas 

8 Pseudomonas 


omonadaceae; 


Pseudomonas savastanoi 


monas Savastanoi 


Pseudomonas. 
Pseudomonas lundensis 


monas lundensis 


Pseudomonas. 
Pullulanibacillus 
2 Pullulanibacillus 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Sporichthya 
9 Sporichthya 


brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


Sporichthya. 


497272 Bacteria_16S 


collinoides strai 
collinoides Bacte 


497272 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


497272 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


497272 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


497272 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


497272 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


497272 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


497272 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


497272 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


497272 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


497272 Bacteria_16S 


strain DSM 40297 
Actinobacteria; A 


497272 Bacteria_16S 


halophilus strain 
halophilus Bacter 


497272 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


497272 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


497272 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


497272 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


497272 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


497272 Bacteria_16S 


strain OS-3256 16 
Actinobacteria; A 


497272 Bacteria_16S 


strain IC079 16S 


Proteobacteria; G 


497272 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


497272 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


2945449 2945523 25 99 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
2971118 2971212 5 99 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


ob 


s 
ri 


2972633 2972727 5 99 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


al 
er 


2974195 2974289 5 99 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3024327 3024401 25 99 gi 

1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3031920 3031990 10 80 gi 


gi 
se 


qu 
oc 


ridiales; Clostridiaceae; Clostridium. 
3038035 3038109 25 99 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3069803 3069877 25 99 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3157247 3157317 10 80 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3176908 3177002 5 99 gi 


Ss. 


Ss. 
eq 
le 


ammaproteobacteria; Pseudomonadales; P 
3257153 3257227 25 99 gi 


se 


ctinobacteridae; Actinomycetales; Stre 
3360682 3360756 25 99 gi 
DSM 20408 16S ribosomal RNA, partial 

ia; Firmicutes; Bacillales; Bacillacea 
3372751 3372817 25 91 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3378881 3378955 25 99 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


pt 


se 
e; 


qu 
al 


eq 
a; 


3535874 3535948 25 99 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3545240 3545314 25 99 
somal RNA, complete sequence 
laceae; Bacillus. 

3598605 3598675 10 


gi 


gi 


80 gi 


S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3660788 3660878 2 92 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
3686633 3686707 25 99 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688150 3688224 25 99 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Stre 
gi 


pt 


219856826 
eq 


219846942 


219846941 


219846940 
2973936 29754 


219846907 
219846901 
somal RNA, partial sequence 3031628 3033115 Clost 


219846897 
3037737 30392 


219846875 
219846817 
219846803 


16S ribosomal RNA, partial sequence 3176631 31781 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 


219846676 


219846668 


219846663 


219846552 
3535585 35370 


219846546 
3544949 35464 


219846508 


rain DSM 5628 16S ribosomal RNA, partial sequenc 
cteria; Firmicutes; Clostridia; Clostridiales; C 
3644008 3644082 25 99 gi| 219846476 


3643713 36451 


219846464 
3660516 36619 


219846446 
3686364 36878 


219846445 
3687881 36893 


uence 
acillace 


equence 


a; 


sequenc 
ia; Pseu 


udomonad 


ence 
occaceae 


30695 


uence 
s; Lachn 


udomonad 


osporang 


quence 
Marinoc 


ence 


es; Halo 


uence 
Desulfo 


omycinea 


eromonad 
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3762886 3762960 25 99 gi 


219846390 


Pseud 


Sporichthyaceae; 


ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 
ref |NR_026534.1 
2970861 297232 
omonadales; Pseu 


Lactobacillus 
8 Lactobacillus 
Ss. 

Pseudomonas 
5 Pseudomonas 
domonadaceae; 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


ref|NR_026532.1| Pseudomonas cichorii 
29 Pseudomonas cichorii Bacteria; 
aceae; Pseudomonas. 
ref|NR_026499.1] Enterococcus 

3024035 3025459 Enterococcus 
; Enterococcus. 
ref |NR_026493.1 
ridium indolis B 


Clostridium indolis 
acteria; Firmicutes; 


ref|NR_026489.1| Vagococcus fluvialis 
05 Vagococcus fluvialis Bacteria; 


ref |NR_026467.1 
11 3070973 Vagoco 


Vagococcus lutrae 
ccus lutrae Bacteria; 


ref|NR_026409.1 
3156952 315844 
ospiraceae. 
ref|NR_026395.1| Pseudomonas graminis 
59 Pseudomonas graminis Bacteria; 
aceae; Pseudomonas. 
ref|NR_026341.1| Nocardiopsis listeri 
45 Nocardiopsis listeri Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_026268.1| Marinococcus 
3360383 3361902 Marinococcus 
occus. 
ref |NR_026260.1 
3372496 337395 
bacteroidaceae; 
ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


Desulfotomaculum 
6 Desulfotomaculum 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 

Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


ref|NR_026144.1| Bacillus halmapalus 
88 Bacillus halmapalus Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026068.1 
93 Kitasatospora 


Clostridium 

6 Clostridium 
lostridium. 
Kitasatospora azatica 
azatica Bacteria; 

e; Streptomycetaceae; Kitasatospora. 
ref|NR_026056.1| Glaciecola pallidula 
90 Glaciecola pallidula Bacteria; 
aceae; Glaciecola. 

ref|NR_026037.1| Mycoplasma yeatsii 
30 Mycoplasma yeatsii Bacteria; 


ref |NR_026036.1| Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 
ref|NR_025981.1| Butyrivibrio 


fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


497272 Bacteria_16S 3774731 3774805 25 99 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

497272 Bacteria_16S 3809454 3809548 5 99 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

497272 Bacteria_16S 3868709 3868803 5 99 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
497272 Bacteria_16S 3870220 38703145 99 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

497272 Bacteria_16S 3905667 3905761 5 99 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

497272 Bacteria_16S 3956540 3956638 1 99 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 

497272 Bacteria_16S 3958050 3958124 25 99 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

497272 Bacteria_16S 4076387 4076461 25 99 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

497272 Bacteria_16S 4118687 4118761 25 99 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

497272 Bacteria_16S 4135471 4135545 25 99 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
497272 Bacteria_16S 4137036 4137110 25 99 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

497272 Bacteria_16S 4140168 4140242 25 99 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

497272 Bacteria_16S 4141733 4141807 25 99 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

497272 Bacteria_16S 4143298 4143372 25 99 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

497272 Bacteria_16S 4149561 4149635 25 99 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

497272 Bacteria_16S 4151116 4151190 25 99 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

497272 Bacteria_16S 4152544 4152618 25 99 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

497272 Bacteria_16S 4154110 4154184 25 99 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

497272 Bacteria_16S 4155675 4155749 25 99 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

497272 Bacteria_16S 4158807 4158881 25 99 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

497272 Bacteria_16S 4160372 4160446 25 99 gi| 219846107 |ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
497272 Bacteria_16S 4163402 4163476 25 99 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

497272 Bacteria_16S 4171014 4171088 25 99 gi| 219846099 |ref|NR_025689.1| Vagococcus carniphilus 


strain 1843-02 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 


Enterococcaceae; V 


agococcus. 


4170715 4172227 Vagococcus carniphilus Bacteria; 


497272 Bacteria_16S 4174083 4174157 25 99 gi 
grammopterae strain GRUA-1 16S ribosomal RNA, partial s 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomop 
497272 Bacteria_16S 4180236 4180310 25 99 gi 
strain CHPA-2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; 
497272 Bacteria_16S 4184739 4184813 25 99 

strain PIMN-1 16S ribosomal RNA, partial sequence 


gi 


4179947 41814 
Entomoplasmat 


4184459 41859 


219846097 
equence 
lasmatales 

219846092 


’ 


aceae; 
219846086 


ref 


4 


En 
ref 
46 Mesoplasma chauliocola Bacteria; 
Mesop 
ref 
49 Entomoplasma 


NR_025687.1 


173799 417528 
tomoplasmata 


NR_025682.1 


lasma. 
NR_025676.1 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Mesoplasma chauliocola 


Entomoplasma luminosum 


luminosum Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

497272 Bacteria_16S 4208897 4208971 25 99 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

497272 Bacteria_16S 12229 12318 10 99 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

497272 Bacteria_16S 54842 54931 10 99 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

497272 Bacteria_16S 68470 68537 25 92 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

497272 Bacteria_16S 345757 345846 10 99 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 


strain 39 16S ribosomal RNA, partial sequence 


345474 34689 


2 Brevibacillus 


reuszeri Bacteria; 


Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

497272 Bacteria_16S 347226 347315 10 99 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

497272 Bacteria_16S 1177686 1177775 10 99 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

497272 Bacteria_16S 1254620 1254709 10 99 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

497272 Bacteria_16S 1351741 1351822 2 83 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 
Och 149 16S ribosomal RNA, partial sequence 1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 

497272 Bacteria_16S 2328465 2328556 1 92 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

497272 Bacteria_16S 2770330 2770418 10 99 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

497272 Bacteria_16S 3001714 3001803 10 99 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

497272 Bacteria_16S 3149426 3149506 1 80 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
497272 Bacteria_16S 3890384 3890460 1 77 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 

497272 Bacteria_16S 4187815 4187904 10 99 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

497272 Bacteria_16S 83393 83460 25 92 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

497272 Bacteria_16S 183981 184048 25 92 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 396880 396947 25 92 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

497272 Bacteria_16S 524388 524456 25 92 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

497272 Bacteria_16S 1363685 1363767 10 92 gi|228719063|ref|NR_027579.1| Ruminococcus lactaris 


strain ATCC 29176 16S ribosomal RNA, partial sequence 
29176 Bacteria; Firmicutes; Clostridia; Clostridiales; 


1363415 1364816 Ruminococcus lactaris ATCC 


Ruminococcaceae; 


Ruminococ 


cus. 


497272 Bacteria_16S 2633652 2633726 25 99 gi 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Plano 
497272 Bacteria_16S 2995501 2995589 11 99 gi 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquif 
497272 Bacteria_16S 3041079 3041146 25 92 gi 
strain 1144-97 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
497272 Bacteria_16S 3179873 3179940 25 92 gi 
strain ATCC 700628 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
497272 Bacteria_16S 3310339 3310431 1 92 gi 
strain 1A-C 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 3343710 3343777 25 92 gi 
inositola DSM 43819 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Micromonospora. 

497272 Bacteria_16S 10646 10701 44 99 
longreachensis strain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; Proteobacteria; 
Desulfovibrio. 
497272 Bacteria_16S 


gi 
complet 
Deltaproteobac 


16799 16866 25 92 
strain L532 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
497272 Bacteria_16S 380041 380108 25 92 gi 
delbrueckii subsp. indicus strain NCC725 16S ribosomal 

Lactobacillus delbrueckii subsp. 
Lactobacillus. 
497272 Bacteria_16S 


gi 


395350 395417 25 92 gi 


multivorans strain 28-1 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibac 
497272 Bacteria_16S 414044 414111 25 92 gi 
kalixensis strain Kx127A2 16S ribosomal RNA, complete s 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lacto 
497272 Bacteria_16S 444822 444916 5 99 gi 
rhizosphaerae strain IH5 16S ribosomal RNA, complete se 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobact 
Pseudomonas. 

497272 Bacteria_16S 455694 455761 25 92 gi 


oligofermentans s 
oligofermentans B 
497272 Bacteria_16S 
australiensis str 


train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 

481443 481522 1 80 gi 
ain Ben 117 16S ribosomal RNA, partial 


australiensis Bacteria; Proteobacteria; Betaproteobacte 
Quatrionicoccus. 
497272 Bacteria_16S 496902 496969 25 92 gi 


halichoeri strain M512/02/1 16S ribosomal RNA, partial 

halichoeri Bacteria; Firmicutes; Lactobacillales; Strep 
497272 Bacteria_16S 512245 512312 25 92 gi 
devriesei strain CCUG 47156 16S ribosomal RNA, partial 

devriesei Bacteria; Firmicutes; Lactobacillales; Strept 
497272 Bacteria_16S 632165 632232 25 92 gi 
strain Z 4493 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 

497272 Bacteria_16S 748411 748489 1 80 gi 
strain 4B02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
497272 Bacteria_16S 751161 751239 1 80 gi 
strain AB1110 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
497272 Bacteria_16S 772345 772412 25 92 gi 


suicloacalis strain PPC79 16S ribosomal RNA, partial se 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Car 
497272 Bacteria_16S 775499 775566 25 92 gi 


strain HKU4 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 


3040796 30422 


3310081 33114 


16478 


indicus Bacteria; 


631874 63335 
Acetobacte 


748219 74954 
750969 75229 
oraxellace 


quence 
nobacteria 


775183 77669 
occus. 


219857236 
sequence 
coccaceae; 
219846926 
sequence 
icaceae; H 
219846895 


219846801 
31795 


219846713 


ococcineae 
219846688 

33434 
Micr 


ales; 


265679056 
e sequence 
teria; Des 


265679052 
18031 
illus. 

265678801 
RNA, parti 


265678791 
ence 39505 
illus. 
265678778 
equence 
bacillacea 
265678758 
quence 
eria; Pseu 
265678747 
equence 
Streptococ 
265678730 
sequence 
ria; Rhodo 


265678720 
sequence 
tococcacea 

265678710 
sequence 
ococcaceae 
265678629 


265678547 


oraxellace 


265678545 


265678531 


265678529 


265678528 


497272 Bacteria_16S 777026 777093 25 92 gi 
paraffinivorans strain HD321 16S ribosomal RNA, partial 


Firmicutes; 


ref|NR_024864.1| Planomicrobium 
2633347 2634791 Planomicrobium 

Planomicrobium. 

ref|NR_026518.1] Hydrogenobacter 
2995219 2996732 Hydrogenobacter 

ydrogenobacter. 

ref|NR_026487.1| Facklamia languida 


68 Facklamia languida Bacteria; 


ref |NR_026393.1| Facklamia hominis 
83 3181087 Facklamia hominis Bacteria; 
ref|NR_026305.1| Georgenia muralis 


97 Georgenia muralis Bacteria; 

; Bogoriellaceae; Georgenia. 
ref|NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 


, 


omonosporineae; Micromonosporaceae; 
ref |NR_029364.1| Desulfovibrio 
10342 11910 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 
ref|NR_029360.1| Lactobacillus perolens 
Lactobacillus perolens Bacteria; 
ref|NR_029106.1| Lactobacillus 
al sequence 379741 381255 


Lactobacillales; Lactobacillaceae; 


sequence 


ref|NR_029096.1| Tenuibacillus 
0 396528 Tenuibacillus multivorans 
ref |NR_029083.1| Lactobacillus 
413724 415278 Lactobacillus 
e; Lactobacillus. 
ref|NR_029063.1| Pseudomonas 
444544 446074 Pseudomonas 
domonadales; Pseudomonadaceae; 
ref|NR_029052.1] Streptococcus 
455417 456926 Streptococcus 
caceae; Streptococcus. 
ref |NR_029035.1| Quatrionicoccus 
481171 482647 Quatrionicoccus 
cyclales; Rhodocyclaceae; 
ref|NR_029025.1] Streptococcus 
496622 498127 Streptococcus 
e; Streptococcus. 
ref|NR_029015.1] Streptococcus 
511957 513395 Streptococcus 
; Streptococcus. 
ref|NR_028934.1| Acetobacterium tundrae 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref|NR_028851.1| Acinetobacter bouvetii 
3 Acinetobacter bouvetii Bacteria; 
ae; Acinetobacter. 
ref|NR_028849.1| Acinetobacter towneri 
3 Acinetobacter towneri Bacteria; 
ae; Acinetobacter. 
ref |NR_028835.1| Atopostipes 
772034 773579 Atopostipes 
ceae; Atopostipes. 
ref|NR_028833.1| Streptococcus sinensis 
4 Streptococcus sinensis Bacteria; 
ref |NR_028832.1| Gordonia 


776745 778221 Gordonia 


paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; Gordonia. 


497272 Bacteria_16S 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
497272 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


497272 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


497272 Bacteria_16S 


strain Y9 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
497272 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


strain NS51 16S r 
Firmicutes; Lacto 


497272 Bacteria_16S 
n NRIC 0604 16S ribosomal RNA, partial 
Lact 


satsumensis strai 
satsumensis Bacte 


497272 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


497272 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


497272 Bacteria_16S 
n CCUG 42692 16S ribosomal RNA, partia 
Stre 


gallinaceus strai 
gallinaceus Bacte 


497272 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; 


strain R-4069 16S 
Proteobacteria; 


dysgalactiae subs 


G 


G 


838203 838270 25 92 
ribosomal RNA, partial sequence 


gi 


897176 897243 25 92 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
915758. 915825 25 


gi 


92 gi 


tes; Lactobacillales; 
963686 963753 25 
osomal RNA, partial sequence 


92 gi 


971381 971468 5 92 gi 
16S ribosomal RNA, partial sequence 


1023421 1023488 25 92 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1032487 1032554 25 92 


gi 


gi 


Firmicutes; 
1082296 1082363 25 


Lactobacillales; 
92 


ria; 
gi 


bacillales; Lactobacillaceae; 
1117161 1117228 25 92 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
1224459 1224526 25 92 


gi 


gi 


Firmicutes; Lactobacillales; 
1227488 1227563 5 80 
ribosomal RNA, partial sequence 


ria; 
gi 


1229024 1229099 5 80 
ribosomal RNA, partial sequence 


gi 


1322694 1322761 25 92 gi 
p- dysgalactiae strain ATCC 43078 16S 


Stre 


n 1877 16S ribosomal RNA, partial sequ 
Streptococcaceae 


acteria; Epsilonproteobacteria; Campyl 
497272 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
497272 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
497272 Bacteria_16S 


265678487 


837961 83941 
ptosporang 


265678446 


896853 89837 
Enterococ 


cus. 
265678434 
ence 91544 
; Streptoc 
265678402 


963457 96488 
nebacterin 


265678396 
97110 


265678362 


1023111 10246 
Streptoc 


occus. 
265678356 
sequence 


265678321 


6S ribosomal RNA, partial sequence 1082049 10834 
Lactobac 


illus. 
265678297 


1116890 11182 
Streptoc 


occus. 
219878314 


219878281 


1227244 12287 
seudomonad 


219878280 


1228770 12302 
seudomonad 


228715345 
ribosomal 


obacterale 


obacillace 


1 sequence 
ptococcace 


ref |NR_028790.1 
ineae; Streptosp 
ref |NR_028748.1 
6 Enterococcus 


ref|NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028704.1 


eae; Nocardiacea 
ref |NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref |NR_028664.1 
30 Streptococcus 


ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028623.1 
61 Lactobacillus 


ref|NR_028598.1 
82 Streptococcus 


ref|NR_025453.1 

1224170 122567 
Streptococcu 
NR_025420.1 


ae; 
ref 


acea 
ref 


e; Cellvibri 
NR_025419.1 


acea 
ref 
RNA, 


e; Cellvibri 
NR_027517.1 
partial seq 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae ; Nonomuraea. 
Enterococcus avium 


avium Bacteria; 


Streptococcus 

ococcus intermedius 
ccus anginosus group. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Campylobacter lanienae 

obacter lanienae 

aceae; Campylobacter. 
Streptococcus mitis 

mitis Bacteria; 


Lactobacillus 
0 Lactobacillus 
s. 

Lactobacillus 
equi Bacteria; 


equi 


Streptococcus pyogenes 
pyogenes Bacteria; 


Streptococcus 
1 Streptococcus 
Ss. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


Oo. 
Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


497272 Bacteria_16S 
ain 743B 16S ribosomal RNA, partial se 


cellulovorans str 
cellulovorans 743 


497272 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


497272 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


497272 Bacteria_16S 


strain R7 16S rib 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


497272 Bacteria_16S 
51271 16S ribosomal RNA, 


Firmicutes; Clost 


497272 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


497272 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


497272 Bacteria_16S 


strain R5292 16S 


Streptococcus. 


1356278 1356345 25 92 gi 
cl 


gi 


B Bacteria; Firmicutes; 
1365109 1365204 1 


Clostridia; 
99 


1389417 13895045 92 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; 


1410306 1410373 25 92 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1445643 1445722 1 80 gi 
osomal RNA, partial sequence 
1469741 1469819 1 


80 gi 


eria; Proteobacteria; 
1498566 1498633 25 

complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1508992 1509059 25 92 gi 


92 gi 


paracasei Bacteria; Firmicutes; 
1609101 1609168 25 92 gi 
m strain CECT 5772 16S ribosomal RNA, 

atorum Bacteria; Firmicutes; Lactobaci 
1681999 1682090 1 92 gi 
ribosomal RNA, partial sequence 


in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
497272 Bacteria_16S 


Deltaprot 


paracasei strain R094 16S ribosomal RN. 
Lactob. 


228720131 
quence 
ostridiale 
228719040 
ence 13648 
les; Brady 
228716586 
sequence 
eobacteria 


224581432 
sequence 
Streptoco 
224581423 


1445391 14468 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
497272 Bacteria_16S 
in NIBH P2K6 16S ribosomal RNA, partia 
Gammaproteobacte 


oraxellace 
224581406 
1 sequence 
ria; 


219846656 


1498269 1499735 Caton 
atonella. 


Cc 
219846290 
A, partial 
acillales; 
219878470 
partial se 
llales; St 
219878420 


Pseud 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


’ 


ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
NR_027187.1 
1469465 147099 
omonadales; Mora: 


ref 
ella 


NR_026248.1 
morbi ATCC 


ref 
seq 
Lac 
ref 
quen 
rept 


NR_025880.1 
uence 150868 
tobacillacea 
NR_025609.1 
ce 160886 
ococcaceae; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 
Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Streptococcus 
6 Streptococcus 
coccus. 

Psychrobacter arenosus 
arenosus Bacteria; 
a 

Psychrobacter 
0 Psychrobacter 
xellaceae; 


Catonella morbi ATCC 
51271 Bacteria; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 


ref|NR_025559.1 


Actinomyces oricola 


1681727 1683234 Actinomyces oricola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


497272 Bacteria_ 


ostraviensis stra 
ostraviensis Bact 


Cellvibrio. 
497272 Bacteria_ 


strain JK 615 16S 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

497272 Bacteria_16S 1764379 1764446 25 92 gi|219878361|ref|NR_025500.1 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 176550 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
497272 Bacteria_16S 1945299 1945373 25 99 gi|219878231|ref|NR_025370.1 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 19464 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

497272 Bacteria_16S 2039657 2039724 25 92 gi|219878168|ref|NR_025307.1 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 204086 


paucivorans Bacte 
497272 Bacteria_1 
illinoisensis str 
illinoisensis Bac 


Alkanindiges. 


497272 Bacteria_1 


strain NCIMB 8634 
Proteobacteria; 


strain NCIMB 8633 
Proteobacteria; 


pantheris strain 


pantheris Bacteri 
497272 Bacteria_1 
strain CH 16S rib 


Tenericutes; Moll 


497272 Bacteria_16S 


strain ATCC 29178 
Firmicutes; 


Bacteria; 


didelphis strain 


didelphis Bacteri 
497272 Bacteria_16S 
16S ribosomal RNA, partial sequence 2449732 24511 


strain KCTC 3666 
Firmicutes; Bacil 


497272 Bacteria_16S 


orisratti strain 


orisratti Bacteri 
497272 Bacteria_16S 


hyointestinalis s 


Campylobacterales 


497272 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


497272 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


497272 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


497272 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


497272 Bacteria_16S 


G 
497272 Bacteria_1 


G 
497272 Bacteria_1 


Lacto 
497272 Bacteria_16S 
alkaliphilus stra 
Firmicu 
497272 Bacteria_16S 


16S 1691104 1691179 5 80 gi 


eria; Proteobacteria; 


16S 1732400 1732467 25 92 
ribosomal RNA, partial sequence 


gi 


ria; Firmicutes; 
6S 2106984 2107063 1 
ain MVAB Hexl 
teria; 


80 
16S ribosomal RNA, 
Proteobacteria; 


gi 


6S 2170633 2170708 5 80 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
6S 2172174 2172249 5 80 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
6S 2196408 2196475 25 92 gi 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; 
6S 2210015 2210094 12 91 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2258654 2258721 25 92 gi 
16S ribosomal RNA, partial sequence 


gi 


lales; Thermoactinomycetaceae; Laceyel 
2495205 2495272 25 92 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; 
2525454 2525541 5 92 gi 
ubsp. 
; Campylobacteraceae; Campylobacter. 

2590678 2590745 25 92 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2618431 2618510 1 80 gi 
bosomal RNA, partial sequence 


’ 


2626093 2626160 25 92 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

2656443 2656522 1 80 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2663830 2663897 25 92 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2665392 2665459 25 92 gi 


in LMG 19434 16S ribosomal RNA, partia 
Gammaproteobacte 


Lactobacillales; Aero 


compl 
Gammaproteobact 


P 


P 


Lactob 


Strept 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 


219878413 
1 
ria; 


219878386 


1732113 17335 


coccaceae; 
219878115 
ete sequen 
eria; Pseu 


219857621 
21703 
se 

219857620 
21719 


219857601 
sequence 
acillaceae 

219857592 


2209746 22112 


219857560 
22583 


bacillales; Streptococcaceae; Streptococcus. 

2313405 2313464 33 92 gi| 219857520 
in T8 16S ribosomal RNA, partial sequence 23131 
tes; Bacillales; Salinicoccus. 

2416670 2416737 25 92 gi| 219857448 
W94-11374-1 16S ribosomal RNA, partial sequence 
a; Firmicutes; Lactobacillales; Streptococcaceae 

2450003 2450070 25 92 gi| 219857419 


la 
219857386 
sequence 
ococcaceae 
219857360 
RNA, pa 


219857274 
25903 
cus. 
219857253 


2618180 26196 
etaproteobacteria; Rhodocyclales; Rhod 
497272 Bacteria_16S 


ocyclaceae 
219857247 
equence 

; Actinomy: 
219857219 
1 sequence 
dae; Actin 


219857214 
ial sequen 
illales; §s 
219857213 


sequence 
Pseud 


udomonad 


seudomonad 


ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref|NR_025525.1 
87 Butyrivibrio 


Dolosicoccus. 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref |NR_025189.1 

196082 219764 
; Lactobacillus. 
ref |NR_025180.1 


is} 


ref |NR_025148.1 
45 2259880 Strept 


ref |NR_025108.1 
25 2314583 Salini 


ref |NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025007.1 


ref|NR_024974.1 

2494920 249625 
; Streptococcus. 
ref|NR_024948.1 
rtial sequence 


ref |NR_024905.1 
79 2591887 Entero 


ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref |NR_024877.1 

2625807 262727 
cetales; Propion 


ref|NR_024847.1 
2656189 265766 
omycetales; Prop 


ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 


sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 


sanguinis Bacteri 


a; Firmicutes; Lactobacillales; 


Streptococcaceae; 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Streptococcus 
1 Streptococcus 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 
Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Lactobacillus 
0 Lactobacillus 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Salinicoccus 
coccus alkaliphilus 


Streptococcus 
5 Streptococcus 


Laceyella putida 


92 Laceyella putida Bacteria; 


Streptococcus 
6 Streptococcus 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Dechloromonas agitata 
agitata Bacteria; 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 


2665089 266654 
Streptococcus. 


Streptococcus 
8 Streptococcus 


497272 Bacteria_ 


kitasatonis strai 
kitasatonis Bacte 


497272 Bacteria_ 


hydrogeniphila st 
hydrogeniphila Ba 


497272 Bacteria_ 


psychrotolerans s 
psychrotolerans B 
497272 Bacteria_16S 
psychralcaliphila 
psychralcaliphila 
Diet 
497272 Bacteria_16S 
acidipiscis strai 
acidipiscis Bacte 
497272 Bacteria_16S 


Dietziaceae; 


strain IFO 16238 


Firmicutes; 


minutulum strain 


minutulum Bacteri 
497272 Bacteria_16S 
ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 
497272 Bacteria_16S 


saperdae strain I 


saperdae Bacteria 


Microbacterium. 


497272 Bacteria_16S 


luteolum strain I 


luteolum Bacteria 


Microbacterium. 


497272 Bacteria_16S 


strain 176 16S ri 
Firmicutes; 


strain STR Tl 16S 
Firmicutes; 


fornicalis strain 
fornicalis Bacter 


497272 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


497272 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


497272 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


497272 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


497272 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


497272 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


497272 Bacteria_16S 


homopropionicum s 
homopropionicum B 


Lacto 
497272 Bacteria_16S 


Lacto 
497272 Bacteria_16S 


16S 2704427 2704494 25 92 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
16S 2727107 2727206 1 100 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
16S 2731680 2731747 25 92 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
2767302 2767357 25 80 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 
Zias 

2836803 2836870 25 92 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2838230 2838320 1 92 gi 


2924401 2924468 25 92 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2927277 2927352 5 80 gi 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2955946 2956036 1 92 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

2957405 2957495 1 92 gi 
FO 15038 16S ribosomal RNA, partial se 


; Actinobacteria; Actinobacteridae; Ac 


gi 


oc 


, 


, 


2958865 2958955 1 92 gi 
FO 15074 16S ribosomal RNA, partial se 


; Actinobacteria; Actinobacteridae; Ac 


qu 
ti 


2961976 2962043 25 92 
bosomal RNA, partial sequence 

bacillales; Streptococcaceae; 

2963525 2963592 25 92 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
3009236 3009303 25 92 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3063950 3064017 25 92 gi 


gi 


Streptoc 
gi 


oc 


oc 


ue 
ba 


bacillales; Streptococcaceae; Streptoc 
3110302 3110369 25 92 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3216362 3216429 25 92 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3243708 3243799 1 92 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
rio. 


oc 


eq 
tr 


en 


, 


1. 
ct 


3278353 3278420 25 92 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3324011 3324078 25 92 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 

3529811 3529878 25 92 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 


qu 
es 


qu 
ti 


ia 
ri 


497272 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


219857185 
se 
ob 

219857169 
qu 
en 

219857166 

s 
Ca 

219857139 
al 
ri 


219856899 
qu 
ob 
219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 
strain GTC848 16S 
Lacto 
497272 Bacteria_16S 


oc 
219856840 
2924131 29254 


219856838 
se 


219856819 
ia 
ae; 
219856818 
qu 
ti 


219856817 


219856815 
2961676 296 


219856814 
2963222 296 
219846917 
219846879 
16S ribosomal RNA, partial sequence 3063651 30650 
219846848 


219846776 


219846758 


219846735 


219846702 


219846556 


diales; 


ref |NR_024813.1 

2704122 270562 
ae; 
ref|NR_024797.1 

2726822 272832 
eae; Persephonel 
ref|NR_024794.1 

2731401 273285 
riaceae; Marinil 
ref |NR_024767.1 
e 2767023 276850 
inomycetales; Co 


e 
ace 


quenc 
acill 


ence 

othermac 
equen 
rnoba 


ce 
cte 


sequenc 
dae; Act 


ref|NR_024718.1 

2836503 283790 
ae; Lactobacillu 
ref|NR_024717.1 


ence 
acillace 


; Microbacteriac 
ref|NR_024659.1 
69 Streptococcus 


occineae 


cus. 
ref|NR_024657.1 
2927022 292847 
irillales; Marin 
ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


quence 
Oceanosp 


1 sequ 
Acti 


en 
: no 
ref |NR_024637.1 

2957165 295857 
les; Micrococcin 


ence 
nomyceta 
ref |NR_024636.1 

2958622 296006 
les; Micrococcin 


ence 

nomyceta 
ref|NR_024634.1 
3171 Streptococcus 
cus. 
ref|NR_024633.1 
4720 Streptococcus 


cus. 


ref|NR_026509.1 

3008942 301036 
e; Lactobacillu 
ref |NR_026471.1 
27 Streptococcus 


nce 
cillacea 


cus. 


NR_026440.1 
110031 311146 
Peptococcaceae; 
ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref|NR_026350.1 
3243444 324494 
sulfovibrionales 


ref 
3 


uence 
idiales; 


ce 32160 
Streptoc 


sequence 
eria; De 


ref |NR_026327.1 
3278074 327953 
eriaceae; Acetob 
ref |NR_026294.1 
3323723 332519 
les; Micromonosp: 


ence 
Eubact 


7 
ence 
nomyceta 


ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 


1 sequen 


3531339 3531406 25 92 gi 
omal RNA, partial sequence 


ridiales; Clostridiaceae; Sarcina. 


219846555 
3531057 3532455 Sarcina maxima Bacteria; 


Lactobacillu 


Lactobacillus 
7 Lactobacillus 
Ss. 
Persephonella 
8 Persephonella 
la. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Dietzia 
5 Dietzia 
rynebacterineae; 


Lactobacillus 
8 Lactobacillus 
s. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Streptococcus peroris 
peroris Bacteria; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Lactobacillus 
2 Lactobacillus 


Ss. 


Streptococcus ovis 


ovis Bacteria; 


Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Streptococcus 
ococcus thoraltensis 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


’ 


Acetobacterium 

2 Acetobacterium 
acterium. 
Dactylosporangium 
8 Dactylosporangium 
orineae; 


Clostridium 
6 Clostridium 


Clostridium. 


ref |NR_026147.1 


Sarcina maxima strain 
Firmicutes; 


gi 


219878410 
16970 
219878409 
16970 
219878408 
17001 
219878407 
17001 
219878406 
17017 
219878405 


sequence 


gi 


gi 


gi 


219878404 
17047 
219878403 
17077 
219878402 
17077 
219878401 
17093 
219878400 
17108 
219878399 


sequence 


gi 


219878398 


sequence 


gi 


219878397 
17153 
219878396 
17169 
219878395 
17184 
219878394 
17199 
219878393 
17230 
219878392 
17245 
219878391 
17245 
219878390 


sequence 


gi 
gi 


gi 


219878389 
17275 
219878388 
17290 
219878387 


sequence 


gi 


gi 


219878386 
17321 
219878385 


sequence 


gi 
gi 


gi 


219878384 
17351 
219878383 
17366 
219878382 


sequence 


gi 


gi 


219878380 
17397 
219878379 


sequence 


gi 
gi 


gi 


219878378 
17428 
219878377 
17443 
219878376 


sequence 


gi 


gi 


219878375 
17473 
219878374 


ref 
05 
ref 


56 1698545 


ref 
02 
ref 


53 1701651 


ref 


02 1703230 


ref 


1703281 17046 


ref 


38 1706197 


ref 
30 
ref 


811709261 


ref 


12 1710793 


ref 


44 1712258 


ref 


1712309 17137 


ref 


1713828 171532 


ref 


72 1716865 


ref 


16 1718394 


ref 


45 1719939 


ref 


90 1721459 


ref 
00 

ref 
41 

ref 


92 1725936 


ref 


1725987 17274 


ref 


22 1729013 


ref 


64 1730519 


ref 


1730570 17320 


ref 


13 1733587 


ref 


1733638 17350 


ref 


30 1736622 


ref 


73 1738109 


ref 


32 1741236 


ref 


1741287 17 


ref 


31 1744318 


ref 


69 1745812 


ref 


51 1748868 


ref 


NR_025549.1 
NR_025548.1 
NR_025547.1 
NR_025546.1 
NR_025545.1 
NR_025544.1 
8 
NR_025543.1 
NR_025542.1 
NR_025541.1 
NR_025540.1 
NR_025539.1 
NR_025538.1 
7 
NR_025537.1 


NR_025536.1 


NR_025535.1 


NR_025534.1 
NR_025533.1 
NR_025532.1 
NR_025531.1 
NR_025530.1 
NR_025529.1 
7 
NR_025528.1 
NR_025527.1 
NR_025526.1 
6 
NR_025525.1 
NR_025524.1 
7 
NR_025523.1 
NR_025522.1 
NR_025521.1 
8 
NR_025519.1 
NR_025518.1 
4278 
NR_025517.1 
NR_025516.1 


NR_025515.1 
4730 


NR_025513.1 


1748919 1750360 


Pseudomonas tremae strain TOl 16S ribosomal RNA, partial sequence 1695512 
Microbacterium paraoxydans strain CF36 16S ribosomal RNA, partial sequence 
Vibrio pomeroyi strain CAIM 578 16S ribosomal RNA, partial sequence 1698596 
Glaciecola mesophila strain KMM 241 16S ribosomal RNA, partial sequence 
Halobacillus karajensis strain MA-2 16S ribosomal RNA, partial sequence 
Methylocystis echinoides strain IMET 10491 16S ribosomal RNA, partial 
Thermoleophilum album strain HS-5 16S ribosomal RNA, partial sequence 
Clostridium diolis strain SH1 16S ribosomal RNA, partial sequence 1706248 
Rheinheimera baltica strain OSBAC1 16S ribosomal RNA, partial sequence 
Corynebacterium atypicum strain R2070 16S ribosomal RNA, partial sequence 
Loktanella salsilacus strain R-8904 16S ribosomal RNA, partial sequence 
Flavobacterium gelidilacus strain R-8899 16S ribosomal RNA, partial 
Sphingobacterium faecium strain DSM 11690 16S ribosomal RNA, partial 
Pedobacter piscium strain AJ2502 16S ribosomal RNA, partial sequence 
Pedobacter saltans strain DSM 12145 16S ribosomal RNA, partial sequence 
Pedobacter cryoconitis strain A37 16S ribosomal RNA, partial sequence 
Cetobacterium somerae strain WAL 14325 16S ribosomal RNA, partial sequence 
Psychrobacter luti strain NF1l1 16S ribosomal RNA, partial sequence 1721510 
Psychrobacter fozii strain NF23 16S ribosomal RNA, partial sequence 1723051 
Comamonas kerstersii strain LMG 3475 16S ribosomal RNA, partial sequence 


Mycobacterium rhodesiae strain DSM 44223 16S ribosomal RNA, partial 


1 
Mycobacterium pulveris strain DSM 44222 16S ribosomal RNA, partial sequence 


Mycobacterium agri strain DSM 44515 16S ribosomal RNA, partial sequence 


Mycobacterium moriokaense strain DSM 44221 16S ribosomal RNA, partial 
2 


Butyrivibrio hungatei strain JK 615 16S ribosomal RNA, partial sequence 


Pseudobutyrivibrio xylanivorans strain Mz 5 16S ribosomal RNA, partial 
9 


Actinomyces vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 
Oleispira antarctica strain RB-8 16S ribosomal RNA, partial sequence 


Actinomyces cardiffensis strain CCUG 44997 16S ribosomal RNA, partial 
1 
Nocardiopsis halophila strain DSM 44494 16S ribosomal RNA, partial sequence 


Anaerobiospirillum thomasii strain DSM 11806 16S ribosomal RNA, partial 
0 
Nocardiopsis metallicus strain R2A 16S ribosomal RNA, partial sequence 


Streptococcus ratti strain ATCC 19645 16S ribosomal RNA, partial sequence 
Actinomadura namibiensis strain HAG 010767 16S ribosomal RNA, partial 


0 
Megamonas hypermegale strain DSM 1672 16S ribosomal RNA, partial sequence 


Acetobacter malorum strain LMG 1746 16S ribosomal RNA, partial sequence 


497272 Bacteria_16S 3532786 3532853 25 92 gi|219846554|ref|NR_026146.1 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 35339 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

497272 Bacteria_16S 3600179 3600246 25 92 gi|219846506|ref|NR_026098.1 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 

Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 

497272 Bacteria_16S 3628661 3628736 5 80 gi| 219846486 |ref|NR_026078.1 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudo: 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
497272 Bacteria_16S 3896628 3896695 25 92 gi| 219846297 |ref|NR_025887.1 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetrag 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

497272 Bacteria_16S 4050754 4050833 1 80 gi|219846186|ref|NR_025776.1 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 405187 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Nocardioidaceae; Nocardioides. 

497272 Bacteria_16S 4115609 4115676 25 92 gi|219846140|ref|NR_025730.1 
strain W4937 16S ribosomal RNA, partial sequence 4115405 41168 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
497272 Bacteria_16S 4117165 4117232 25 92 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

497272 Bacteria_16S 4144864 4144919 25 80 gi|219846117|ref|NR_025707.1 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 414608 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 
497272 Bacteria_16S 4242213 4242280 25 92 gi|219846040|ref|NR_025630.1 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 424342 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococ 
497272 Bacteria_16S 39489 39563 25 99 gi| 265679037 |ref|NR_029345.1 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

497272 Bacteria_16S 77364 77454 2 92 gi| 265679012 |ref|NR_029320.1 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 

joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfospira. 

497272 Bacteria_16S 93982 94056 25 99 gi|265679000|ref|NR_029308.1 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

497272 Bacteria_16S 97088 97178 2 92 gi| 265678998 |ref|NR_029306.1 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 

thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
Desulfocapsa. 

497272 Bacteria_16S 150383 150457 25 99 gi|265678962|ref|NR_029270.1 
strain W6 16S ribosomal RNA, partial sequence 150066 15156 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 164203 164277 25 99 gi|265678953|ref|NR_029261.1 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactoba 
497272 Bacteria_16S 182413 182487 25 99 gi| 265678941 |ref|NR_029249.1 
strain 6VI 16S ribosomal RNA, partial sequence 182124 18361 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 185514 185584 10 80 gi|265678939|ref|NR_029247.1 


strain 113-1 16S 
Firmicutes; Erysi 


497272 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


497272 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


497272 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


497272 Bacteria_16S 


californicum stra 
californicum Bact 


497272 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
277081 277170 2 92 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
283100 283190 2 92 gi 


eria; Proteobacteria; Deltaproteobacte 
287616 287690 25 99 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


299798 299872 25 99 gi 


eria; Tenericutes; Mollicutes; Mycopla 
312037 312111 25 99 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 


497272 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


472356 472430 25 99 gi 
ribosomal RNA, partial sequence 
bacillales; Weissella. 


in B54 16S ribosomal RNA, complete seq 


in ST-6 16S ribosomal RNA, partial seq 


185230 18674 


elotricha 


uence 


ria; Desu 


2873 


uence 
smataceae 


equence 
ylococcus 


265678875 
276812 27827 


265678871 


265678868 


265678860 


265678852 


265678736 
472041 473537 Weissella koreensis Bacteria; 


ceae. 


ref 


NR_029181.1 


ref|NR_029177.1 
282818 284333 
lfobacterales; De 
ref|NR_029174.1 
41 288773 Mycopl 
ref|NR_029166.1 
299496 300945 
Mycoplasma. 
ref |NR_029158.1 
311738 313264 


’ 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Tetragenococcus 
enococcus muriaticus 


Nocardioides 
7 Nocardioides 


bacterineae; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Streptococcus minor 
minor Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Streptococcus 
4 Streptococcus 
cus. 
Staphylococcus 
lococcus condimenti 


Desulfospira 
Desulfospira 
sulfobacteraceae; 


Lactobacillus lindneri 
lindneri Bacteria; 


Desulfocapsa 
Desulfocapsa 


esulfobulbaceae; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Lactobacillus 
Lactobacillus 

cillus. 

Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma 
Mycoplasma 


Staphylococcus 
Staphylococcus 


ref|NR_029041.1 


Weissella koreensis 


497272 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


497272 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


497272 Bacteria_16S 


strain W16 16S ri 


541149 541223 25 99 gi 


bosomal RNA, partial sequence 


265678691 


674316 67581 


ref|NR_028996.1| Staphylococcus 


CW1 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
tes; Bacillales; Staphylococcus. 
664002 664076 25 99 gi|265678606|ref|NR_028911.1| Anaerovorax 
n NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
674601 674675 25 99 gi| 265678599 |ref|NR_028904.1| Dermatophilus chelonae 


0 Dermatophilus chelonae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
497272 Bacteria_16S 676209 676283 25 99 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

497272 Bacteria_16S 688182 688272 2 92 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

497272 Bacteria_16S 803162 803236 25 99 gi|265678510|ref|NR_028813.1| Mycoplasma canis 


strain PG14 16S r 
Tenericutes; Moll 


497272 Bacteria_16S 


gasicomitatum str 


gasicomitatum LMG 
497272 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


497272 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; 


succinus subsp. 
hydrothermalis st 
hydrothermalis Ba 


CMS 81 16S riboso: 
Actinobacteridae; 


DSM 1552 16S ribo 
Firmicutes; Erysi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ibosomal RNA, partial sequence 


802889 80433 


1010904 10123 


3 Mycoplasma canis Bacteria; 


856273 856347 25 99 gi|265678474|ref|NR_028777.1| Leuconostoc 
ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 
926642 926732 2 92 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
in LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
1011148 1011225 2 80 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
497272 Bacteria_16S 1018699 1018773 25 99 gi| 265678365 |ref|NR_028667.1| Staphylococcus 
succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

497272 Bacteria_16S 1059904 1060002 1 99 gi| 265678337 |ref|NR_028639.1| Marinithermus 
rain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

497272 Bacteria_16S 1136758 1136832 25 99 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
mal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 

Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

497272 Bacteria_16S 1165570 1165640 10 80 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
somal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

1176221 1176295 25 99 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 


497272 Bacteria_16S 


DSM 16795 16S rib 


osomal RNA, partial sequence 


1175949 11773 


77 Clostridium bartlettii DSM 16795 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 1271268 1271358 2 92 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 

2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 

Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

497272 Bacteria_16S 1293773 1293847 25 99 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 

subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 

subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

497272 Bacteria_16S 1318068 1318142 25 99 gi| 228715349 |ref|NR_027521.1| Staphylococcus 

schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 


497272 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


497272 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


497272 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


497272 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


497272 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


497272 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


497272 Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1408820 1408901 10 92 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1433343 1433417 25 99 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1478864 1478938 25 99 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1516431 1516521 2 92 gi 


1392046 13934 


224581401 


1408524 14099 


Clostridiu 
224581433 


1433051 14345 


219878381 
ete sequen 
ococcus. 

219873435 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 


1319610 1319684 25 99 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
s strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
ealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1321152 1321226 25 99 gi| 228715346 |ref|NR_027518.1| Staphylococcus 
arnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
arnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1392313 1392387 25 99 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 
m. 
ref|NR_027215.1| Staphylococcus felis 
25 Staphylococcus felis Bacteria; 


ref|NR_025520.1 
ce 1478573 148010 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


ref|NR_025194.1| Desulfotignum 
1516159 1517596 Desulfotignum 


phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfotignum. 


497272 Bacteria_ 


inopinata strain 
Bacteria; 


strain 47Lol 16S 
Proteobacteria; 


sibiricum strain 
Bacteria; 


strain IH003 16S 
Firmicutes; 


Bacteria; 


strain BbT2g 16S 


Tenericutes; Moll 
497272 Bacteria_16S 
strain 1340 16S r 
Tenericutes; Moll 
497272 Bacteria_16S 
californiensis st 
californiensis Ba 
497272 Bacteria_16S 


ficulneus strain 
Bacteria; 


strain MMP-1 16S 


Tenericutes; Moll 
497272 Bacteria_16S 
columbinasale str 
columbinasale Bac 
497272 Bacteria_16S 
strain G122 16S r 
Tenericutes; Moll 
497272 Bacteria_16S 
strain DSM5578 16 
Lacto 
497272 Bacteria_16S 
strain H/T1 16S r 
Tenericutes; Moll 
497272 Bacteria_16S 
strain LSv514 16S 
D 
497272 Bacteria_16S 


Firmicutes; 


Proteobacteria; 


Firmicu 
497272 Bacteria_ 
mediatlanticus st 
mediatlanticus Ba 
497272 Bacteria_ 


B 
497272 Bacteria_ 


Firmicu 
497272 Bacteria_16S 


Lacto 
497272 Bacteria_16S 
strain MX9 16S ri 
Tenericutes; Moll 
497272 Bacteria_16S 
strain 486 16S ri 
Tenericutes; Moll 
497272 Bacteria_16S 
gallopavonis stra 
Teneric 
497272 Bacteria_16S 
strain H831 16S r 
Tenericutes; Moll 
497272 Bacteria_16S 


Firmicu 
497272 Bacteria_16S 
strain 852 16S ri 
Tenericutes; Moll 
497272 Bacteria_16S 
strain HRC292 16S 
Tenericutes; Moll 
497272 Bacteria_16S 
strain PG30 16S r 
Tenericutes; Moll 
497272 Bacteria_16S 


16S 1631703 1631773 10 80 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
16S 1680465 1680563 1 99 gi 


2 


2 


cteria; Deinococcus-Thermus; Deinococc 
16S 2068851 2068921 10 80 gi 
ribosomal RNA, partial sequence 


i; 
2 


16S 2104094 2104176 10 92 gi 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
2176736 2176810 25 99 gi 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2199458 2199532 25 99 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2203989 2204063 25 99 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2205487 2205561 25 99 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2208514 2208588 25 99 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214541 2214615 25 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216039 2216113 25 99 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2237311 2237393 10 92 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
2250998 2251072 25 99 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 
2280226 2280300 25 99 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2369394 2369468 25 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2375431 2375505 25 99 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376943 2377017 25 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2378452 2378526 25 99 gi 
ain 694 16S ribosomal RNA, partial seque 
teria; Tenericutes; Mollicutes; Mycoplas 
2379958 2380032 25 99 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2418206 2418280 25 99 gi 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2480069 2480143 25 99 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2523942 2524032 2 92 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


2 


gi 


qu 


ce 


gi 


D 


en 
es 


rain TR 16S ribosomal RNA, partial seque 


2068593 20700 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 


en 
id 
219857615 
2176454 21779 


219857599 
2199190 22006 


219857596 
2203720 22051 


219857595 
en 
co 
219857593 
2208244 22096 


219857589 
2214274 22157 


219857588 
2215772 22172 


219857574 
id 
219857565 
219857546 


2279959 22814 


219857480 
2369126 23705 


219857476 
2375159 23766 


219857475 
2376676 23781 


219857474 
219857473 
2379691 23811 


219857447 
2417916 24194 


219857396 
2479798 24812 


219857361 
2523668 25251 


19878455 
ce 16314 


19878421 
nce 


19878144 
19878117 


ce 21038 
iaceae; 


ce 22052 
plasma. 


ence 


iales; C 


22507 


nce 
mataceae 


esulfobu 


2564509 2564583 25 99 gi 


219857291 


Erysip 


Thermal 


ref |NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025560.1 

1680196 168167 


Erysipelothrix 

elothrix inopinata 

rysipelothrix. 
Vulcanithermus 

6 Vulcanithermus 

es; Thermaceae; Vulcanithermus. 
ref|NR_025283.1| Thauera linaloolentis 

74 Thauera linaloolentis Bacteria; 

Thauera. 


’ 


ref|NR_025256.1] Anoxynatronum 
27 2105235 Anoxynatronum sibiricum 
Anoxynatronum. 


ref|NR_025204.1| Leuconostoc inhae 
27 Leuconostoc inhae Bacteria; 


ref|NR_025187.1| Mycoplasma mustelae 
37 Mycoplasma mustelae Bacteria; 
ref|NR_025184.1| Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


ref|NR_025183.1 
20 2206668 Mycopl 


Mycoplasma 
asma gallopavonis 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 
ref|NR_025176.1| Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref|NR_025153.1 
18 2252192 Fructo 


Tindallia 

3 Tindallia 
indallia. 
Fructobacillus 
bacillus ficulneus 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025068.1| Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref|NR_025062.1| Mycoplasma 
2378183 2379640 Mycoplasma 

; Mycoplasma. 

ref|NR_025061.1| Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


ref|NR_025035.1| Leuconostoc gelidum 
20 Leuconostoc gelidum Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref |NR_024949.1 
53 Desulfotalea arctica Bacteria; 
lbaceae; Desulfotalea. 


Desulfotalea arctica 


ref|NR_024922.1| Eubacterium 


acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


497272 Bacteria_16S 2702969 2703067 1 99 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

497272 Bacteria_16S 2780966 2781044 2 80 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

497272 Bacteria_16S 2794488 2794562 25 99 gi|219857120|ref|NR_024748.1] Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

497272 Bacteria_16S 2823097 2823195 1 99 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

497272 Bacteria_16S 2842853 2842926 25 99 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

497272 Bacteria_16S 2850584 2850663 1 80 gi|219856890|ref|NR_024709.1| Pseudomonas 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

497272 Bacteria_16S 2907505 2907579 25 99 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

497272 Bacteria_16S 2909051 2909125 25 99 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

497272 Bacteria_16S 2910595 2910669 25 99 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

497272 Bacteria_16S 2912137 2912211 25 99 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

497272 Bacteria_16S 2913681 2913755 25 99 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

497272 Bacteria_16S 2915224 2915298 25 99 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

497272 Bacteria_16S 2916766 2916840 25 99 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

497272 Bacteria_16S 2934786 2934864 2 80 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
497272 Bacteria_16S 3018214 3018312 1 99 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

497272 Bacteria_16S 3030356 3030426 10 80 gi|219846903|ref|NR_026495.1] Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

497272 Bacteria_16S 3101336 3101418 10 92 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

497272 Bacteria_16S 3111774 3111864 2 92 gi| 219846847 |ref|NR_026439.1| Desulfobacter 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
497272 Bacteria_16S 3135824 3135914 2 92 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

497272 Bacteria_16S 3138807 3138905 1 99 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
strain GY-1 16S ribosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

497272 Bacteria_16S 3755252 3755326 25 99 gi|219846395|ref|NR_025986.1| Mycoplasma bovirhinis 
strain PG43 16S ribosomal RNA, partial sequence 3754983 3756434 Mycoplasma bovirhinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

497272 Bacteria_16S 3783895 3783969 25 99 gi|219846374|ref|NR_025965.1| Mycoplasma 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycoplasma leonicaptivi 
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Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

497272 Bacteria_16S 3281393 3281458 27 92 gi|219846733|ref|NR_026325.1| Acetobacterium 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 
carbinolicum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

497272 Bacteria_16S 3284442 3284507 27 92 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

497272 Bacteria_16S 3398478 3398567 10 99 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

497272 Bacteria_16S 3676018 3676093 2 77 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

497272 Bacteria_16S 538125 538217 1 92 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

497272 Bacteria_16S 889559 889619 32 92 gi| 265678451 |ref|NR_028753.1| Actinomadura 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 
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catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
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497272 Bacteria_16S 3907261 3907337 23 99 gi| 219846289 |ref|NR_025879.1 
strain FT2-B 16S ribosomal RNA, partial sequence 3906969 39084 

Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

497272 Bacteria_16S 3908784 3908860 23 99 gi|219846288|ref|NR_025878.1 


strain A417 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
497272 Bacteria_16S 3910314 3910390 23 99 gi 
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Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; H 
497272 Bacteria_16S 270989 271056 25 92 gi| 265678879 |ref|NR_029185.1 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
497272 Bacteria_16S 274048 274103 25 80 gi| 265678877 |ref|NR_029183.1 
strain S-16 16S ribosomal RNA, partial sequence 273748 27524 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

497272 Bacteria_16S 278596 278651 25 80 gi|265678874|ref|NR_029180.1 


strain ATCC 23392 16S ribosomal RNA, partial sequence 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
497272 Bacteria_16S 281567 281634 25 92 gi 
strain W 1471 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
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497272 Bacteria_16S 412440 412507 25 92 gi| 265678779 |ref|NR_029084.1 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
497272 Bacteria_16S 417088 417155 25 92 gi|265678776|ref|NR_029081.1 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcace 
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16S 932759 932826 25 92 gi|265678423|ref|NR_028725.1| Lactobacillus 
HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 980379 980466 5 92 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
ES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 
16S 985065 985120 25 80 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 
6S ribosomal RNA, complete sequence 984769 986285 Acholeplasma vituli Bacteria; 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

497272 Bacteria_16S 994482 994549 25 92 gi|265678381|ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

497272 Bacteria_16S 1053839 1053930 1 92 gi|265678341|ref|NR_028643.1| Sulfurimonas 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Sulfurimonas. 

497272 Bacteria_16S 1100394 1100461 25 92 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 1101861 1101952 1 92 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

497272 Bacteria_16S 1222973 1223040 25 92 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

497272 Bacteria_16S 1230580 1230676 1 99 gi|219878275|ref|NR_025414.1| Thermocrinis albus 
strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 1231793 Thermocrinis albus DSM 14484 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 

497272 Bacteria_16S 1269810 1269901 1 92 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

497272 Bacteria_16S 1287775 1287842 25 92 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

497272 Bacteria_16S 1417938 1418005 25 92 gi|224581446|ref|NR_027228.1| Helcococcus ovis 
strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

497272 Bacteria_16S 1613574 1613641 25 92 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
497272 Bacteria_16S 2059810 2059877 25 92 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

497272 Bacteria_16S 2197959 2198014 25 80 gi|219857600|ref|NR_025188.1| Mycoplasma oxoniensis 
strain 128 16S ribosomal RNA, partial sequence 2197691 2199139 Mycoplasma oxoniensis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

497272 Bacteria_16S 2202474 2202529 25 80 gi|219857597|ref|NR_025185.1| Mycoplasma 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 2202199 2203669 Mycoplasma 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

497272 Bacteria_16S 2211543 2211598 25 80 gi|219857591|ref|NR_025179.1| Mycoplasma columborale 
strain MMP-4 16S ribosomal RNA, partial sequence 2211275 2212723 Mycoplasma columborale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

497272 Bacteria_16S 2213043 2213098 25 80 gi|219857590|ref|NR_025178.1| Mycoplasma citelli 


strain RG-2C 16S 
Tenericutes; Moll 


497272 Bacteria_16S 


fructosus strain 


fructosus Bacteri 
497272 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


497272 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


497272 Bacteria_16S 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 


phocicerebrale st 
phocicerebrale Ba 


497272 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2281735 2281790 25 80 gi 


2364893 2364948 25 80 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


2212774 22142 


2278443 22799 


219857545 
equence 
lasmatacea 
219857483 


ref pl 
2281465 22829 
e; Mycoplasma. 

ref 
2364627 2366086 Mycoplasma elephantis Bacteria; 


2249473 2249540 25 92 gi|219857566|ref|NR_025154.1 
DSM 20349 16S ribosomal RNA, partial sequence 2249193 225066 
a; Firmicutes; Lactobacillales; Fructobacillus. 

2254066 2254133 25 92 gi|219857563|ref|NR_025151.1 
Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporan 
tes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 

2278713 2278768 25 80 gi| 219857547 |ref|NR_025135.1 


NR_025133.1 
3 


23 Mycoplasma citelli Bacteria; 


Fructobacillus 
7 Fructobacillus 


Sporanaerobacter 
aerobacter acetigenes 


e Sedis; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


NR_025071.1 


Mycoplasma elephantis 


497272 Bacteria_ 


equigenitalium st 
equigenitalium Ba 


497272 Bacteria_ 


spermatophilum st 
spermatophilum Ba 
497272 Bacteria_1 
strain MH5408 16S 
Tenericutes; Moll 
497272 Bacteria_1 
strain PG15 16S r 
Tenericutes; Moll 
497272 Bacteria_1 
strain R171 16S r 
Tenericutes; Moll 
497272 Bacteria_1 
strain IH25 16S r 
Lacto 
497272 Bacteria_1 
sapomandens strai 
sapomandens Bacte 
497272 Bacteria_16S 
strain 3T 16S rib 


Firmicutes; 


Tenericutes; Moll 


497272 Bacteria_16S 
strain 383 16S ri 


Tenericutes; Moll 


497272 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


497272 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


497272 Bacteria_16S 
strain TB 16S rib 


Tenericutes; Moll 


497272 Bacteria_16S 
strain PG13 16S r 


Tenericutes; Moll 


497272 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


497272 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


497272 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


497272 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


497272 Bacteria_16S 
16S ribosomal RNA, partial sequence 2615060 26165 


strain SEBR 4211 
Firmicutes; Clost 


497272 Bacteria_16S 


strain Se-1 16S r 


Deinococcus-Thermus; 
497272 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


497272 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


497272 Bacteria_16S 


strain IFO 16068 


497272 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
6S 2372414 2372469 25 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2373920 2373975 25 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2419761 2419828 25 92 gi 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478562 2478617 25 80 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481582 2481637 25 80 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483091 2483146 25 80 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484603 2484658 25 80 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486122 2486177 25 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487634 2487689 25 80 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489149 2489204 25 80 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490660 2490715 25 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ridia; Clostridiales; Clostridiales Fami 
2629168 2629259 1 92 gi 


ibosomal RNA, partial sequence 


a; Actinobacteria; Actinobacteridae; Act 
e; Virgisporangium. 
2954453 2954519 25 


92 gi 


ne 


2975775 2975842 25 
osomal RNA, partial sequence 
ridia; Clostridiales; 


92 


gi 


Clostridiaceae; 


2370638 23720 


219857478 
2372144 23736 


219857477 
2373653 23751 


219857446 
2419471 24209 


2476824 24782 


219857397 
2478295 24797 


219857395 
2481316 24827 


219857394 
2482825 24842 


219857393 
2484337 24857 


219857392 
2485849 24873 


219857391 
2487368 24888 


219857390 
2488881 24903 


219857389 
2490394 24918 


2559959 2560026 25 92 gi| 219857337 
ribosomal RNA, partial sequence 2559665 25611 
nergistia; Synergistales; Synergistaceae; Aminob 

2615376 2615443 25 92 gi| 219857255 


ly XII. 


219857239 
2628913 26303 


Deinococci; Thermales; Thermaceae; Thermus. 
2940856 2940922 25 92 gi| 219856829 
n YU438-5 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
e; Virgisporangium. 
2942372 2942438 25 92 gi| 219856828 
YU655-43 16S ribosomal RNA, partial sequence 


inomycet 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


bacterin 


219846939 


16S 2366403 2366458 25 80 gi|219857482|ref|NR_025070.1| Mycoplasma 

rain T37 16S ribosomal RNA, partial sequence 2366137 2367596 Mycoplasma 

cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

16S 2367912 2367967 25 80 gi|219857481|ref|NR_025069.1| Mycoplasma 

rain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 

cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

6S 2370905 2370960 25 80 gi|219857479|ref|NR_025067.1| Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1| Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


6S 2428701 2428768 25 92 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
n DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
ria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

2477090 2477145 25 80 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 
acterium. 

ref|NR_024886.1| Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024867.1| Thermus scotoductus 
81 Thermus scotoductus Bacteria; 


ref |NR_024648.1 
2940579 294204 
etales; Micromon 


Virgisporangium 
7 Virgisporangium 
osporineae; 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


Virgisporangium 
3 Virgisporangium 
porineae; 


v 


ref |NR_024639.1| Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 
eae; Gordoniaceae; Gordonia. 


ref|NR_026531.1| Clostridium ultunense 


2975480 2976925 Clostridium ultunense Bacteria; 
Clostridium. 


497272 Bacteria_1 
limneticum strain 
Proteob 
497272 Bacteria_1 


Bacteria; 


strain DSM 10020 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 
497272 Bacteria_16S 3430081 3430136 37 92 gi|219846624 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Corynebacteriaceae; Corynebacterium. 

497272 Bacteria_16S 3525208 3525275 25 92 gi| 219846559 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 35264 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
497272 Bacteria_16S 3689666 3689721 25 80 gi|219846444 


strain UIA 16S ri 


Tenericutes; Moll 


497272 Bacteria_16S 
strain G145 16S r 


Tenericutes; Moll 


497272 Bacteria_16S 
halophilus strain 
halophilus Bacter 


Halothiobacillus. 


497272 Bacteria_16S 
strain 275c 16S r 


Tenericutes; Moll 


497272 Bacteria_16S 
strain PG51 16S r 


Tenericutes; Moll 


497272 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


497272 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


497272 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


497272 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


497272 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


497272 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


497272 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


497272 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; Sp 


497272 Bacteria_16S 


elongatus strain 
Bacteria; Proteob 


497272 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


497272 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


497272 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


497272 Bacteria_16S 


strain DSB MGU 15 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
497272 Bacteria_16S 


effusa strain AP1 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


6S 3074185 3074264 1 80 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
6S 3231478 3231545 25 92 gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3691176 3691231 25 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3718144 3718199 25 80 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


3752213 3752268 25 80 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758261 3758316 25 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3779393 3779448 25 80 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3782411 3782466 25 80 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3786850 3786905 25 80 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3798933 3798988 25 80 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


3841427 3841522 4 99 gi 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
3884212 3884279 32 99 gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

4183271 4183338 25 92 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
4236214 4236305 9 100 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
98596 98686 2 92 gi 
FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
151948 152010 37 99 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
284644 284734 2 92 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
290708 290806 1 99 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 

348669 348766 1 99 gi 
-6 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3231181 32326 


3689398 36908 


3690909 36923 


3751943 37534 


3757993 37594 


3779118 37805 


3786577 37880 


3798661 38001 


3883911 38853 


4235935 42373 


290399 29196 


219846872 
ence 30739 
ales; 
219846766 


219846443 


219846424 
equence 
a; Chromat 


219846397 


219846393 


219846377 


219846375 
ence 37821 
coplasma. 

219846372 


219846363 


219846334 
nce 38411 
naerobiace 
219846306 


219846088 
quence 

ales; Pept 
219846044 


lobacteria 
265678997 
98328 
acterales; 
265678961 
ce 15161 
idiaceae; 
265678870 
ence 28438 
acterales; 
265678866 


265678825 
34841 

ococcineae 

265678797 


386181 386275 5 99 gi 
03 16S ribosomal RNA, partial sequence 


Rhod 


ref |NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref|NR_026358.1 
56 Peptoniphilus 


Ferribacterium 
acterium limneticum 
ibacterium. 

Peptoniphilus harei 
harei Bacteria; 


ncertae Sedis; Peptoniphilus. 

ref|NR_026216.1| Corynebacterium 
3429781 3431124 Corynebacterium 

etales; Corynebacterineae; 

ref|NR_026151.1| Clostridium colinum 

07 Clostridium colinum Bacteria; 

m. 

ref|NR_026035.1| Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref|NR_026015.1 
3717841 371934 
iales; Halothiob 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025966.1 
35 3783570 Mycopl 


Mycoplasma 
asma leopharyngis 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


ref |NR_025924.1 
23 3842666 Halana 
ae; Halanaerobium. 

ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


Halanaerobium 
erobium lacurosei 


ref|NR_025678.1 


183005 418440 


Tepidibacter 
8 Tepidibacter 
ostreptococcaceae; Tepidibacter. 
ref|NR_025634.1| Aquiflexum balticum 
93 Aquiflexum balticum Bacteria; 
ceae; Aquiflexum. 
ref |NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref |NR_029269.1 
7 153137 Clostr 
Clostridium. 
ref|NR_029176.1 
4 285824 Desulf 


rs 


Desulfobulbus 
obulbus elongatus 
e; Desulfobulbus. 
Clostridium 
idium propionicum 


Desulfobulbus 
obulbus rhabdoformis 
Desulfobulbaceae; Desulfobulbus. 
ref|NR_029172.1| Aquifex pyrophilus 
2 Aquifex pyrophilus Bacteria; 


ref|NR_029130.1 
2 349877 Agromy 
; Microbacteriaceae; Agromyces. 


Agromyces hippuratus 
ces hippuratus Bacteria; 


38592 
s 


ref|NR_029102.1| Hydrocarboniphaga 
1 387397 Hydrocarboniphaga effusa 
inobacteraceae; Hydrocarboniphaga. 


497272 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


497272 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


497272 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


497272 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


497272 Bacteria_16S 


1279 16S ribosoma 
Deinococcus-Therm 


497272 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


497272 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


497272 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


497272 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


497272 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


497272 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


497272 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


497272 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


497272 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


497272 Bacteria_16S 


selangorensis str 
selangorensis Bac 


497272 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


497272 Bacteria_16S 


salinarius strain 
salinarius Bacter 


497272 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


497272 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


497272 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


497272 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


497272 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


497272 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


484513 484587 25 99 

s strain BA-2 16S ribosomal RNA, 
s Bacteria; Spirochaetes; Spirochaetal 
504623 504721 1 99 gi 
ribosomal RNA, partial sequence 


gi 
compl 


792376 792450 25 99 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
906426 906516 2 92 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


gi 


1157916 1158014 1 

1 RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
1522485 1522547 10 72 gi 
ribosomal RNA, partial sequence 
rochaetales; 
1688011 1688085 25 99 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1916197 19162951 99 gi 
16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho 
2088772 2088866 5 99 gi 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2193351 2193449 1 99 gi 
n WR-30 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2200954 2201020 25 91 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2255608 2255698 2 92 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


99 gi 


gi 


2448466 2448540 25 99 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 

2526977 2527051 25 99 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2616934 2617007 25 99 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2983391 2983465 25 99 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3129951 3130017 25 91 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3204283 3204345 10 72 gi 
ibosomal RNA, partial sequence 
rochaetales; 
3237664 3237754 2 92 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


3245274 3245348 25 
osomal RNA, partial sequence 
riaceae; Listeria. 

3314860 3314934 25 99 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
3316386 3316460 25 99 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
3317909 3317983 25 99 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 


99 gi 


gi 


Spirocha 
gi 


Spirocha 
gi 


es 


al 


Ne 


ue 
Th 


er 


Ca 


ne 
oc 


al 
ct 


ue 
ia 


a; 


et 


et 


eria; 


M 


265678728 
ete sequen 


Spiroc 


, 


265678715 
504361 50587 
motogales; Thermotogaceae; Thermosipho. 
265678517 
792094 79356 
eta. 

265678440 


sequenc 
Desu 


228721491 
1157686 1159115 Meiot 
eiothermus. 
219857543 
1522207 15236 
Spirochaetaceae; Treponema. 
219878415 
1687712 16892 


219878250 


19159 


219878130 
2088549 2089942 Nevsk 


vskia. 


219857603 


nce 
ermales; 


219857598 
2200688 22021 


219857562 
eq 


uence 
ia; Desu 


219857420 
ia 


1 sequen 
rnobacte 


219857359 


e 25266 
caceae; 


219857254 


sequenc 
obacilla 


219846934 
2983106 29845 


219846835 


nce 


les; Hal 


219846785 
3204032 32054 
Spirochaetaceae; Treponema. 
219846762 
eq 


uence 
Desulfo 


219846757 
3244997 32464 


219846710 
3314589 33160 


a. 


219846709 
3316113 33175 


a. 


219846708 
3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaeta. 


ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref |NR_029020.1 


ref|NR_028820.1 
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22 Listeria grayi Bacteria; Firmicutes; 


Spirochaeta africana 
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9 
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Psychromonas profunda strain 2825 16S ribosomal RNA, partial sequence 
Gordonia sihwensis strain SPR2 16S ribosomal RNA, partial sequence 1758120 
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3 
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4 
Brachybacterium paraconglomeratum strain LMG 19861 16S ribosomal RNA, 
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1 
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6 
Streptomyces arenae strain ISP 5293 16S ribosomal RNA, partial sequence 
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1 
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9 
Vibrio hepatarius strain LMG 20362 16S ribosomal RNA, partial sequence 
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6 
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9 
Citricoccus muralis strain 4-0 16S ribosomal RNA, partial sequence 1780670 
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6 
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7 
1791138 


Vibrio chagasii strain R-3712 16S ribosomal RNA, partial sequence 
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Vibrio xuii strain R-15052 16S ribosomal RNA, partial sequence 1794167 
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Arthrobacter gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
Paenibacillus stellifer strain IS1 16S ribosomal RNA, partial sequence 
Bacillus decolorationis strain LMG 19507 16S ribosomal RNA, partial 

0 


Virgibacillus necropolis strain LMG 19488 16S ribosomal RNA, 
2 
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99 


lales; Bacillaceae; 
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lales; Bacillaceae; Bacillus. 
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ain DD5/3 16S ribosomal RNA, partial s 
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286128 286201 26 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


6S ribosomal RNA, partial sequence 3538695 35402 


complete sequence 3540266 35417 
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219846550 


219846549 


265679040 
equence 
pirochaeta 

265678869 


ref 


ref 


ref 


ceae 
ref 


34837 


NR_026142.1 
NR_026141.1 


NR_029348.1 

36333 
7 Treponema 
NR_029175.1 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Treponema 
Treponema 


Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


497272 Bacteria_16S 301296 301369 26 99 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

497272 Bacteria_16S 983506 983551 27 72 gi|265678388|ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

497272 Bacteria_16S 1121732 1121789 23 80 gi|228715451|ref|NR_027532.1| Ureaplasma parvum 
serovar 3 str. ATCC 27815 16S ribosomal RNA, partial sequence 1121455 1122893 Ureaplasma parvum 
serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

497272 Bacteria_16S 1241225 12413187 100 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

497272 Bacteria_16S 1251578 1251623 27 72 gi|219857241|ref|NR_024869.1| Treponema socranskii 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
socranskii subsp. paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

497272 Bacteria_16S 1253105 1253150 27 72 gi|219857240|ref|NR_024868.1| Treponema socranskii 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

497272 Bacteria_16S 1263630 1263719 10 99 gi|219846655|ref|NR_026247.1| Treponema 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 1263357 1264835 Treponema 
lecithinolyticum Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

497272 Bacteria_16S 3223961 3224052 1 92 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

497272 Bacteria_16S 3756755 3756828 26 99 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

497272 Bacteria_16S 3859535 3859608 26 99 gi|219846322|ref|NR_025912.1| Mycoplasma imitans 
strain 4229 16S ribosomal RNA, partial sequence 3859256 3860694 Mycoplasma imitans Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

497272 Bacteria_16S 110789 110861 27 99 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

497272 Bacteria_16S 155044 155112 10 78 gi| 265678959 |ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

497272 Bacteria_16S 295352 295424 27 99 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

497272 Bacteria_16S 328788 328855 25 92 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

497272 Bacteria_16S 570205 570269 9 73 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

497272 Bacteria_16S 695863 695935 1 73 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

497272 Bacteria_16S 809221 809313 2 92 gi|265678506|ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

497272 Bacteria_16S 1127724 1127796 27 99 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

497272 Bacteria_16S 1331875 13319511 77 gi|228721494|ref|NR_027617.1| Thermosipho 


melanesiensis strain BI429 16S ribosomal RNA, partial sequence 
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Clostridia; 


histidinovorans B 


eria; 


teria; 
497272 Bacteria_16S 


acteria; 
erium. 
497272 Bacteria_16S 


cteria; 
497272 Bacteria_16S 


acteria; 
497272 Bacteria_16S 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial 
aotearoense Bacteria; 


1619600 1619683 9 
Bacteroidetes; 
1621123 1621206 9 
Bacteroidetes; 


1624154 1624237 9 


1782439 1782518 1 


2261772 2261863 1 


2269559 2269606 25 
Spirochaetes; 
2981835 2981902 32 
3019734 3019825 1 


Deinococci; 
3021259 3021350 1 


Deinococci; 
3087903 3087970 25 


Firmicutes; 
3322483 3322538 25 


Firmicutes; 


Incertae Sedis; Thermoanaerobacterium. 


497272 Bacteria_16S 


strain NCFB 2890 
Firmicutes; 


dejongeii strain 


norvegica strain 
Bacteria; 


Ruminococcaceae. 


497272 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; 


Lactobacillales; 
497272 Bacteria_16S 
strain VKM-14L 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 
497272 Bacteria_16S 


Bacteroidia; 
497272 Bacteria_16S 


3613792 3613859 25 


3650026 36501015 


3709167 3709258 1 


3724289 3724356 27 


Actinomadura. 


3776298 3776397 1 


3850498 3850565 25 


3867209 3867263 26 


3877934 3878025 1 


92 


92 


92 


ribosomal RNA, partial sequence 
hingobacteria; 
497272 Bacteria_16S 


80 


16S ribosomal RNA, partial sequence 


Fusobacteriales; Fusobacteriaceae; 


92 


train SL6 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


72 


rain ZAS-9 16S ribosomal RNA, partial 
Spirochaetales; 


99 


TW-183 16S ribosomal RNA, partial sequence 
ia; Chlamydiae; Chlamydiales; Chlamydiaceae; 
497272 Bacteria_16S 


92 


ribosomal RNA, partial sequence 
Thermales; 


The 
92 


ibosomal RNA, partial sequence 
Thermales; 


The 
92 


80 


Clostridia; T 


92 


16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloiococcus. 


80 


92 


FCl 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 
497272 Bacteria_16S 
verrucosospora strain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
497272 Bacteria_16S 


92 


10 


A8444 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
Thermodesulforhabdus. 
497272 Bacteria_16S 

cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial seque 
cellulosolvens ATCC 35603 Bacteria; 


92 


Firmicutes; 


80 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


92 


strain YT-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
497272 Bacteria_16S 


Deinococci; 
4006792 4006875 9 


Thermales; 


92 


strain SW-2 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Soehngenia. 


Sphingobacteria; 
497272 Bacteria_16S 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial 
saccharolytica Bacteria; 


497272 Bacteria_16S 


4071854 4071921 25 
Firmicutes; 


4096093 4096176 9 


Sphingobacteriales; Cyclobacteria 


92 


Clostridia; 


92 


Porphyromonadaceae; 


Thermaceae; Thermus. 


gi|219878463 


Sphingobacteria; Sphingobacteriales; 


gi|219878462 


gi|219878460 


gi|219878348 


gi|219857558 


219857553 
sequence 


gi 


sequence 
Sphingobacteriales; 


Thermodesulfobacteriales; 


Spirochaetaceae; 


ref|NR_025602.1| Algoriphagus 
1619338 1620810 Algoriphagus 
Cyclobacteriaceae; 


ref|NR_025601.1| Algoriphagus 
1620861 1622333 Algoriphagus 
Cyclobacteriaceae; 
Belliella baltica 


ref|NR_025599.1 


1623889 1625333 Belliella baltica Bacteria; 
Sphingobacteriales; Cyclobacteriaceae; 


Belliella. 


ref|NR_025487.1| Sneathia sanguinegens 


1782175 1783536 Sneathia sanguinegens 
Sneathia. 


ref|NR_025146.1| Thermodesulfobacterium 
2261503 2262999 Thermodesulfobacterium 
Thermodesulfobacteriaceae; 


ref|NR_025141.1] Treponema 
2269277 2270739 Treponema 
Treponema. 


gi|219846935|ref|NR_026527.1| Chlamydophila 
2981577 2983055 Chlamydophila 
Chlamydophila. 
gi|219846910|ref|NR_026502.1| Thermus antranikianii 


rmaceae; Thermus. 
gi| 219846909 
3021006 30224 
rmaceae; Thermus. 
gi| 219846863 


Clostridiales; 
gi|219846704 
sequenc 


hermoanaerobactera 


gi| 219846496 


gi| 219846471 
3649747 36512 


219846430 
37089 


gi 


219846418 
sequence 
Actino: 


gi 


219846379 
37759 
Syntrophobacterale 


0 gi 


gi| 219846328 


Clostridia; Clost 
219846317 
38668 
Po 
gi|219846310 
3877677 38791 


gi 


gi|219846218 
4006528 40080 


219846171 
sequence 
Clostridiales; C 


gi 


3019481 30209 


sequence 


55 Thermus antranikianii Bacteria; 


ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


NR_026455.1| Natronincola 
3087607 3089090 Natronincola 
Clostridiaceae; Natronincola. 
ref|NR_026296.1| Thermoanaerobacterium 
e 3322195 3323672 Thermoanaerobacterium 
les; Thermoanaerobacterales Family III. 


Alloiococcus otitis 
otitis Bacteria; 


ref|NR_026088.1 
09 Alloiococcus 


ref|NR_026063.1| Methylocaldum gracile 
35 Methylocaldum gracile Bacteria; 
aceae; Methylocaldum. 
ref|NR_026021.1] Prosthecobacter 
07 3710374 Prosthecobacter dejongeii 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_026009.1| Actinomadura 

3724040 3725450 Actinomadura 
mycetales; Streptosporangineae; 


ref|NR_025970.1| Thermodesulforhabdus 
78 3777536 Thermodesulforhabdus norvegica 
s; Syntrophobacteraceae; 


ref 
nce 
ridiales; 


NR_025918.1| Bacteroides 
3850218 3851681 Bacteroides 
Ruminococcaceae; unclassified 


ref|NR_025907.1| Porphyromonas levii 
93 3868368 Porphyromonas levii Bacteria; 
rphyromonas. 
ref|NR_025900.1| Thermus aquaticus 
46 Thermus aquaticus Bacteria; 
ref|NR_025808.1| Algoriphagus marincola 
03 Algoriphagus marincola Bacteria; 
ceae; Algoriphagus. 

ref|NR_025761.1| Soehngenia 

4071551 4073044 Soehngenia 
lostridiales Family XI. Incertae Sedis; 


gi|219846155 


ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 


ref|NR_025745.1| Algoriphagus 
4095844 4097268 Algoriphagus 


ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

497272 Bacteria_16S 4097579 4097662 9 92 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
497272 Bacteria_16S 4099035 4099118 9 92 gi|219846153|ref|NR_025743.1]| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

497272 Bacteria_16S 4106628 4106682 25 80 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

497272 Bacteria_16S 18363 18429 26 92 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

497272 Bacteria_16S 246966 247064 1 99 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 
strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 248217 Thermotoga hypogea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

497272 Bacteria_16S 535077 535143 26 92 gi|265678695|ref|NR_029000.1| Arcicella aquatica 


strain NO-502 16S ribosomal RNA, partial sequence 


534808 53626 


7 Arcicella aquatica Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

497272 Bacteria_16S 977398 977464 5 7k gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

497272 Bacteria_16S 1124777 1124867 9 99 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

497272 Bacteria_16S 1168549 1168623 25 99 gi| 228719827 |ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

497272 Bacteria_16S 1248753 1248819 26 92 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

497272 Bacteria_16S 1447246 1447320 25 99 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

497272 Bacteria_16S 1463712 1463786 25 99 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

497272 Bacteria_16S 1817473 1817539 26 92 gi| 219878324 |ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

497272 Bacteria_16S 2689442 2689540 1 99 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

497272 Bacteria_16S 2790030 2790128 1 99 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

497272 Bacteria_16S 2817080 2817149 10 80 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

497272 Bacteria_16S 2827631 2827729 1 99 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 
strain IHB1 16S ribosomal RNA, partial sequence 2827347 2828849 Thermosipho japonicus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

497272 Bacteria_16S 2845981 2846055 25 99 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

497272 Bacteria_16S 3065357 3065423 26 92 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

497272 Bacteria_16S 3282918 3282983 27 92 gi|219846732|ref|NR_026324.1| Acetobacterium 
wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

497272 Bacteria_16S 3715199 3715272 25 99 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 


strain CKK 16S ribosomal RNA, complete sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3714904 3716367 Mycoplasma pul 


llorum Bacteria; 


497272 Bacteria_16S 
strain BC-3 16S ribosomal RNA, partial 
Tenericutes; Mollicutes; 
497272 Bacteria_16S 
syrphidicola strain EA-1 16S ribosomal 
syrphidicola Bacteria; 
497272 Bacteria_16S 


Tenericutes; Mollicutes; 
497272 Bacteria_16S 
chrysopicola strain DF-1 16S ribosomal 
chrysopicola Bacteria; 
497272 Bacteria_16S 

strain 1502-91 16 
Bacteroidetes; Flavobacteria; 
497272 Bacteria_16S 


27497 27570 


Proteobacteria; Epsilonproteobacteria; 
497272 Bacteria_16S 
strain MV1075 16S 
Thermotogae; 
497272 Bacteria_16S 
HTCC2155 strain HTCC2155 16S ribosomal 
HTCC2155 Bacteria; 
497272 Bacteria_16S 
strain MIT 97-5075c 16S ribosomal RNA, 
Proteobacteria; Epsilonproteobacteria; 
497272 Bacteria_16S 
canadensis strain 


Helicobacter. 
497272 Bacteria_16S 


4079530 4079604 25 


Entomoplasmatales; 
4138601 4138675 25 


Tenericutes; Mollicutes; 
4147995 4148069 25 
strain M55 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 
4157240 4157314 25 


Tenericutes; Mollicutes; 
26 
S ribosomal RNA, partial sequence 
Flavobacteriales; 
275578 275643 27 
strain Hbl 16S ribosomal RNA, partial sequence 


670007 670068 19 
ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 
1371313 1371398 6 


Lentisphaerae; Lentisphaerales; Lent 
2292308 2292373 27 


2331541 2331606 27 
NLEP-16143 16S ribosomal RNA, partial 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


2563003 2563068 27 
mesocricetorum strain MU97-1514 16S ribosomal RNA, part 


99 gi 
sequence 4079234 40 
Spiroplasmataceae; 
99 gi 
RNA, partial sequence 
Entomoplasmata 
gi 
4147699 41 
Spiroplasmataceae; 
99 gi 
RNA, partial sequence 
Entomop 


99 


Campylobacterale 
80 gi 


Ss; 


91 gi 
RNA, partial sequence 


92 gi 
partial sequence 
Campylobacterale 
92 gi 


Ss; 


s 


92 gi 


mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
497272 Bacteria_16S 


Proteobacteria; Epsilonproteobacteria; 
497272 Bacteria_16S 


bizzozeronii Bacteria; Proteobacteria; 
Helicobacter. 
497272 Bacteria_16S 
strain MIT 95-170 
Bacteria; 
497272 Bacteria_16S 
strain Inkinen 16 
Proteobacteria; Epsilonproteobacteria; 
497272 Bacteria_16S 
strain Hh-2 16S ribosomal RNA, partial 
Proteobacteria; Epsilonproteobacteria; 
497272 Bacteria_16S 


strain 165 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; 
497272 Bacteria_16S 


Helicobacter. 
497272 Bacteria_16S 


Proteobacteria; Epsilonproteobacteria; 
497272 Bacteria_16S 
strain II-2 16S ribosomal RNA, partial 
Bacteroidetes; Sphingobacteria; 
497272 Bacteria_16S 
strain D2-18 16S 
Firmicutes; Clostridia; 
497272 Bacteria_16S 

strain AJ2502 16S 
Bacteroidetes; Sphingobacteria; 
497272 Bacteria_16S 1717195 1717259 9 


Clostridiales; 
1715641 1715705 9 


2671405 2671470 27 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 26725 


3211821 3211886 27 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 


3820305 3820370 27 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, part 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; 


3826415 3826480 27 
strain CS1 16S ribosomal RNA, partial sequence 


978911 978967 36 
Sphingobacteriales; 


1103462 1103530 25 
ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


92 gi 


55 Helicobacter 
Campylobacterales; Helicobacteraceae; Heli 
92 gi|219846780|ref|NR_026372.1 


Epsilonproteobacteria; 


Campylobacterales; Helicobacteraceae; Heli 
92 gi|219846349|ref|NR_025940.1 
ial sequence 382000 


92 gi 


Campylobacterales; Helicobacteraceae; Heli 
92 gi| 265678391 |ref|NR_028693.1 
sequence 978631 98004 


93 gi 


73 gi| 219878397 |ref|NR_025536.1 

1715372 17168 
Sphingobacteriales; Sphingobacteriaceae; Pedobact 
73 gi|219878396|ref|NR_025535.1 


219846166 
807 


219846121 
les; 
219846115 
492 
219846109 


lasmatales; 


99 gi| 265679045 |ref|NR_029353.1 
27210 28718 
Flavobacteriaceae; Coenonia. 
92 gi| 265678876 |ref|NR_029182.1 
275297 276761 Helicobacter 


Helicobacteraceae; 
265678602 
669757 67122 


228718145 


isphaeraceae; 
219857536 
22920 
Helicobacteraceae; 
219857508 
equence 
Campylobacterales; 


219857335 
ial sequence 2562731 256415 


219857208 


sequence 3211554 32129 
Campylobacterales; 


Campylobacterales; 


219846345 
3826129 38276 


ref|NR_025756.1 
lasma. 
NR_025711.1 
138305 413982 


Spirop 
ref 


rs 


ref|NR_025705.1 
lasma. 
NR_025699.1 
156944 415845 


Spirop 
ref 
4 


Heli 


ref |NR_028907.1 


ref|NR_027571.1 

1371035 137251 
ref|NR_025124.1 
Hel 
ref|NR_025096.1 


2331268 233272 
He 


ref |NR_024923.1 


Campylobacterales 
ref|NR_024836.1 


7 


H 


ref |NR_025935.1 
02 Helicobacter 


Lewinella. 
ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 


Spiroplasmataceae; 


Spiroplasmataceae; 


Lentisphaera. 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma 
0 Spiroplasma 
Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma 
8 Spiroplasma 
Spiroplasma. 
Coenonia anatina 


Coenonia anatina Bacteria; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Marinitoga camini 


5 Marinitoga camini Bacteria; 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


Helicobacter aurati 


20 2293474 Helicobacter aurati Bacteria; 
icobacter. 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Helicobacter 
0 Helicobacter 


; Helicobacteraceae; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Helicobacter 

4 Helicobacter 

Helicobacteraceae; 


3634800 3634865 27 92 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
7 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
3646986 3647051 27 92 gi|219846473|ref|NR_026065.1| Helicobacter salomonis 
S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter salomonis Bacteria; 
Campylobacterales; Helicobacteraceae; Helicobacter. 
3801914 3801979 27 92 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
Campylobacterales; Helicobacteraceae; Helicobacter. 
3818774 3818839 27 92 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
3818485 3819957 Helicobacter cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 
elicobacteraceae; 


Helicobacter felis 


felis Bacteria; 


cobacter. 
Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 
Saprospiraceae; 
265678306 
1103152 11046 
Clostridiales Family XIII. 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 


Pedobacter saltans 


strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 


Bacteroidetes; Sphingobacteria; 


Sphingobacteriales; 


Sphingobacteriaceae; Pedobacter. 


497272 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 


497272 Bacteria_16S 
I/26Cor1l 16S ribosomal RNA, partial s 
Sp 


aerophilus strain 
aerophilus Bacter 


497272 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


497272 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


497272 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


497272 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


497272 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


497272 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


497272 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


497272 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


497272 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


497272 Bacteria_16S 


modestum strain G 
modestum Bacteria 


497272 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


497272 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


497272 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


497272 Bacteria_16S 


thermohalophila s 
thermohalophila B 


497272 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


497272 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


497272 Bacteria_16S 


strain B14 16S ri 


1718717 1718781 9 73 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1905662 1905718 36 92 


gi 


gi 
ia; Bacteroidetes; Sphingobacteria; 
2206999 2207047 25 73 

ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
2389128 2389204 23 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
591126 591197 9 80 gi 
acteria; Bacteroidetes; Bacteroidia; 
626084 626131 33 80 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
633700 633747 33 80 gi 
obacteriales; Fusobacteriaceae; 
729091 729162 9 80 
bosomal RNA, partial sequence 


gi 


Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

497272 Bacteria_16S 749786 749864 1 80 gi| 265678546 |ref|NR_028850.1 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Acinetobacter. 

497272 Bacteria_16S 868632 868679 33 80 gi|265678466|ref|NR_028769.1 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichi 
497272 Bacteria_16S 1123275 1123342 25 92 gi|224581425|ref|NR_027206.1 


strain Kx146A4 16 
Firmicutes; Lacto 


497272 Bacteria_16S 
moniliformis DSM 12112 16S ribosomal RNA, partial seque 
Fuso 


DSM 12112 Bacteri 


497272 Bacteria_16S 


S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1156463 1156510 33 80 gi 
Fusobacteria; Fusobacteriales; 
1201893 1201976 1 84 


a; 
gi 


Sph 


Prevotellace 


train Fru22 16S ribosomal RNA, partial 
B 


219878395 


1718445 17199 
gobacter 


in 
219878259 

equence 

hi 
219857594 


2206719 22081 


219857467 


2388858 23902 


-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevot 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
327223 327294 9 80 gi| 265678842 |ref|NR_029147.1 


326926 32843 
Prevot 


ae; 
265678658 
sequence 
acteroidal 
265678634 


625776 62729 
Ilyoba 


cter. 
265678628 


6S ribosomal RNA, partial sequence 633402 63487 
Fusoba 


cterium. 
265678562 


728785 73027 


1122944 11244 
Lactobac 


illus. 

228721492 
nce 11561 
bacteriace 
228715358 


ngobacte 


ref|NR_025534.1 
iaceae; Pedobac 
ref |NR_025398.1 

1905456 190681 
riales; Flexibac 
ref |NR_025182.1 


ref|NR_025055.1 


ella. 
ref|NR_028963.1 

590846 592357 
es; Marinilabiac 
ref |NR_028939.1 


ref |NR_028933.1 
3 Fusobacterium 


ref|NR_028866.1 


63 Lactobacillus 


ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 


Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 
t 


er. 
Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


2474089 2474165 23 99 gi|219857400|ref|NR_024988.1| Mycoplasma 
ain 117C 16S ribosomal RNA, partial sequence 2473825 2475268 Mycoplasma 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2475584 2475660 23 99 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 
ibosomal RNA, partial sequence 2475319 2476773 Mycoplasma fastidiosum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3680665 3680721 36 92 gi|219846450|ref|NR_026041.1| Polaribacter 

215 16S ribosomal RNA, partial sequence 3680374 3681813 Polaribacter filamentus 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

3750698 3750746 25 73 gi|219846398|ref|NR_025989.1| Mycoplasma 
ain Y-98 16S ribosomal RNA, partial sequence 3750418 3751892 Mycoplasma 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

3895055 3895115 32 92 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 

ribosomal RNA, complete sequence 3894733 3896280 Chlamydia trachomatis Bacteria; 
ydiales; Chlamydiaceae; Chlamydia. 

129131 129202 9 80 gi|265678976|ref|NR_029284.1| Prevotella dentalis 

ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

148811 148858 33 80 gi|265678963|ref|NR_029271.1| Clostridium rectum 
bosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 

231467 231514 33 80 gi|265678908|ref|NR_029216.1| Propionigenium 
ra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

304318 304401 1 84 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
motogales; Thermotogaceae; Thermotoga. 

324169 324240 9 80 gi|265678844|ref|NR_029149.1| Prevotella disiens 


ella disiens Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Acinetobacter 
Acinetobacter 
xellaceae; 


Leptotrichia 
Leptotrichia 

a. 

Lactobacillus antri 
antri Bacteria; 


Streptobacillus 
obacillus moniliformis 
lus. 


ref|NR_027530.1 


Thermotoga neapolitana 


DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 


Thermotogae; 


Thermotogales; 


Thermotogaceae; Thermotoga. 


497272 Bacteria_16S 
hartmannellae str 
hartmannellae Bac 
497272 Bacteria_16S 
ATCC 43183 16S ri 
Bactero 
497272 Bacteria_16S 
strain SJ95 16S r 
Ther 
497272 Bacteria_16S 


Bacteria; 


Thermotogae; 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


497272 Bacteria_16S 
goodfellowii stra 


goodfellowii DSM 


497272 Bacteria_16S 
strain LB23 16S r 


Fusobacteria; Fus 


497272 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


497272 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


497272 Bacteria_16S 


strain TMW 1.666 
Bacteria; 


strain M384 16S r 
Bacteroidetes; Ba 


497272 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


497272 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


497272 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


497272 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


497272 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


497272 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


497272 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


497272 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


497272 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


497272 Bacteria_16S 


strain ATCC 43185 
Bacteroidetes; Ba 


497272 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


497272 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


497272 Bacteria_16S 


strain B422 16S r 
Bacteroidetes; Ba 


Firmicu 
497272 Bacteria_16S 


16S ribosomal RNA, partial sequence 1719990 17214 
obacteriales; Fusobacteriaceae; Cetobacterium. 
1831206 1831253 33 80 gi| 219878315 
S ribosomal RNA, partial sequence 1830898 18324 
obacteriales; Fusobacteriaceae; Ilyobacter. 
1943733 1943800 25 92 gi| 219878232 
16S ribosomal RNA, complete sequence 19433 
tes; Lactobacillales; Lactobacillaceae; Lactobac 
2045917 2045988 9 80 gi| 219878161 
ibosomal RNA, partial sequence 2045623 20471 
cteroidia; Bacteroidales; Prevotellaceae; Prevot 
2072001 2072072 9 80 gi| 219878142 
16S ribosomal RNA, partial sequence 20717 
cteroidia; Bacteroidales; Prevotellaceae; Prevot 
2465099 2465166 25 92 gi| 219857406 
16S ribosomal RNA, complete sequence 24647 
tes; Lactobacillales; Lactobacillaceae; Lactobac 
2699898 2699969 9 80 gi| 219857188 
ribosomal RNA, partial sequence 2699606 27010 
cteroidia; Bacteroidales; Prevotellaceae; Prevot 
2701441 2701512 9 80 gi| 219857187 
ribosomal RNA, partial sequence 2701149 27026 
cteroidia; Bacteroidales; Prevotellaceae; Prevot 
3144887 3144958 9 80 gi| 219846825 
ribosomal RNA, partial sequence 3144616 31460 
cteroidia; Bacteroidales; Prevotellaceae; Prevot 
3233018 3233085 32 99 gi|219846765 
ain Bn9 16S ribosomal RNA, complete sequence 
teria; Chlamydiae; Chlamydiales; Parachlamydiace 
3304355 3304422 25 92 gi| 219846718 
6S ribosomal RNA, partial sequence 3304055 33055 
bacillales; Lactobacillaceae; Lactobacillus. 
3305895 3305962 25 92 gi|219846717 
6S ribosomal RNA, partial sequence 3305595 33071 
bacillales; Lactobacillaceae; Lactobacillus. 
3390997 3391044 33 80 gi|219846651 
6S ribosomal RNA, partial sequence 3390715 33921 
obacteriales; Fusobacteriaceae; Propionigenium. 
3392462 3392533 9 80 gi| 219846650 
16S ribosomal RNA, partial sequence 33921 
cteroidia; Bacteroidales; Bacteroidaceae; Bacter 
3499476 3499523 33 80 gi|219846576 
16S ribosomal RNA, partial sequence 3499171 35006 
obacteriales; Fusobacteriaceae; Cetobacterium. 
3546794 3546852 26 84 gi| 219846545 
6S ribosomal RNA, partial sequence 3546505 35479 
cteroidia; Bacteroidales; Porphyromonadaceae; Po 
3572620 3572691 9 80 gi| 219846527 
ibosomal RNA, partial sequence 3572354 35738 
cteroidia; Bacteroidales; Prevotellaceae; Prevot 


497272 Bacteria_16S 


strain PG8 16S ri 


1247237 1247303 32 99 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
ain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

1295277 1295348 9 80 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
bosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

1334955 1335018 36 99 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 
ibosomal RNA, partial sequence 1334683 1336155 Petrotoga mobilis SJ95 Bacteria; 
motogales; Thermotogaceae; Petrotoga. 

1481989 1482036 33 80 gi|219878151|ref|NR_025290.1| Fusobacterium 
vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 

1564687 1564766 1 80 gi|219846059|ref|NR_025649.1| Leptotrichia 
in LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

1567787 1567834 33 80 gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
ibosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
obacteriales; Fusobacteriaceae; Leptotrichia. 

1720294 1720341 33 80 gi| 219878394 |ref|NR_025533.1| Cetobacterium somerae 


59 Cetobacterium somerae Bacteria; 


ref|NR_025454.1| Ilyobacter insuetus 
07 Ilyobacter insuetus Bacteria; 
ref|NR_025371.1| Lactobacillus frumenti 
98 1944958 Lactobacillus frumenti 
illus. 

ref|NR_025300.1| Prevotella albensis 
17 Prevotella albensis Bacteria; 
ella. 

ref|NR_025281.1| Prevotella enoeca 
29 2073175 Prevotella enoeca Bacteria; 
ella. 

ref|NR_024994.1| Lactobacillus mucosae 
63 2466330 Lactobacillus mucosae 
illus. 

ref|NR_024816.1| Prevotella salivae 
98 Prevotella salivae Bacteria; 

ella. 

ref|NR_024815.1| Prevotella shahii 
38 Prevotella shahii Bacteria; 

ella. 

ref|NR_026417.1| Prevotella pallens 


69 Prevotella pallens Bacteria; 
ella. 
ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref|NR_026310.1 
44 Lactobacillus 


Parachlamydia 
7 Parachlamydia 
a. 

Lactobacillus panis 
panis Bacteria; 


ref|NR_026309.1 
06 Lactobacillus 


Lactobacillus oris 
oris Bacteria; 


ref|NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


ref|NR_026242.1| Bacteroides caccae 
91 3393612 Bacteroides caccae Bacteria; 
oides. 

ref|NR_026168.1| Cetobacterium ceti 


73 Cetobacterium ceti Bacteria; 


ref|NR_026137.1 
87 Porphyromonas 


Porphyromonas cansulci 
cansulci Bacteria; 


3789832 3789878 26 73 gi| 219846370 
bosomal RNA, partial sequence 3789540 37910 


rphyromonas. 

ref|NR_026119.1| Prevotella intermedia 
12 Prevotella intermedia Bacteria; 

ella. 

ref|NR_025961.1| Acholeplasma laidlawii 


15 Acholeplasma laidlawii Bacteria; 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


497272 Bacteria_16S 3862629 3862700 9 80 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

497272 Bacteria_16S 3984507 3984578 9 80 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

497272 Bacteria_16S 4181795 4181842 33 80 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

497272 Bacteria_16S 87821 87875 26 80 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
497272 Bacteria_16S 263498 263552 26 80 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
497272 Bacteria_16S 424780 424834 26 80 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

497272 Bacteria_16S 443312 443366 26 80 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
497272 Bacteria_16S 519826 519880 26 80 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

497272 Bacteria_16S 521354 521408 26 80 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
497272 Bacteria_16S 565675 565729 26 80 gi|265678675|ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

497272 Bacteria_16S 601645 601699 26 80 gi| 265678651 |ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

497272 Bacteria_16S 621507 621561 26 80 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

497272 Bacteria_16S 744268 744322 26 80 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

497272 Bacteria_16S 800059 800113 26 80 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
strain Chj707 16S ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

497272 Bacteria_16S 864000 864054 26 80 gi| 265678469 |ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
497272 Bacteria_16S 1027916 1027970 26 80 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

497272 Bacteria_16S 1071944 1071998 26 80 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

497272 Bacteria_16S 1167012 1167066 26 80 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

497272 Bacteria_16S 1173198 1173252 26 80 gi|228719222|ref|NR_027581.1| Capnocytophaga 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

497272 Bacteria_16S 1272787 1272841 26 80 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

497272 Bacteria_16S 1274209 1274263 26 80 gi|219846219|ref|NR_025809.1| Sejongia antarctica 
strain AT1013 16S ribosomal RNA, partial sequence 1273959 1275312 Sejongia antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

497272 Bacteria_16S 1374404 1374458 26 80 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

497272 Bacteria_16S 1543940 1543994 26 80 gi|219857262|ref|NR_024893.1| Arenibacter latericius 


strain KMM 426 16 
Bacteroidetes; Fl 


S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


1543657 1545100 Arenibacter latericius Bacteria; 
Flavobacteriaceae; Arenibacter. 


497272 Bacteria_16S 1627180 1627234 26 80 gi|219878458|ref|NR_025597.1| Flavobacterium 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavobacterium frigoris 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

497272 Bacteria_16S 1712588 1712642 26 80 gi|219878399|ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
497272 Bacteria_16S 1785406 1785460 26 80 gi| 219878345 |ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

497272 Bacteria_16S 1919363 1919417 26 80 gi|219878248|ref|NR_025387.1| Chryseobacterium 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
497272 Bacteria_16S 1920871 1920925 26 80 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 1922061 Chryseobacterium 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

497272 Bacteria_16S 2062744 2062798 26 80 gi| 219878148 |ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

497272 Bacteria_16S 2064266 2064320 26 80 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

497272 Bacteria_16S 2096430 2096484 26 80 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

497272 Bacteria_16S 2105539 2105593 26 80 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
497272 Bacteria_16S 2141842 2141896 26 80 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
497272 Bacteria_16S 2179698 2179752 26 80 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
497272 Bacteria_16S 2181214 2181268 26 80 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
497272 Bacteria_16S 2392188 2392242 26 80 gi|219857465|ref|NR_025053.1| Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
497272 Bacteria_16S 2393704 2393758 26 80 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 
strain Loup-1 16S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

497272 Bacteria_16S 2407355 2407409 26 80 gi|219857455|ref|NR_025043.1| Riemerella columbina 
strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

497272 Bacteria_16S 2422829 2422883 26 80 gi| 219857443 |ref|NR_025031.1| Aequorivita 
sublithincola strain QSSC9-3 16S ribosomal RNA, partial sequence 2422553 2423991 Aequorivita 
sublithincola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
497272 Bacteria_16S 2433245 2433299 26 80 gi|219857432|ref|NR_025020.1| Flavobacterium 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

497272 Bacteria_16S 2632116 2632170 26 80 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 
strain ACAM 81 16S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

497272 Bacteria_16S 2683574 2683628 26 80 gi|219857200|ref|NR_024828.1| Zobellia russellii 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

497272 Bacteria_16S 2685016 2685070 26 80 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

497272 Bacteria_16S 2686485 2686539 26 80 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

497272 Bacteria_16S 2690971 2691025 26 80 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Salegentibacter. 

497272 Bacteria_16S 2710417 2710471 26 80 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; 


Flavobacteriaceae; 


Cellulophaga. 


497272 Bacteria_16S 
troitsensis strai 
troitsensis Bacte 
497272 Bacteria_16S 


limicola strain S 
Bacteria; 


Reichenbachiella. 


497272 Bacteria_16S 
amylolyticum stra 
amylolyticum Bact 
497272 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


497272 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


497272 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


497272 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


497272 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


497272 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


497272 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


497272 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


497272 Bacteria_16S 


franzmannii strai 
Bacteria; Bactero 


497272 Bacteria_16S 


salegens strain D 
salegens Bacteria 


497272 Bacteria_16S 


hibernum strain A’ 
hibernum Bacteria 


497272 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; Ba 


497272 Bacteria_16S 


strain KMM 6029 
Bacteroidetes; 
497272 Bacteria 
strain KMM 6050 
Bacteroidetes; 
497272 Bacteria 
strain KMM 6020 
Bacteroidetes; 
497272 Bacteria 
strain KMM 6034 
Bacteroidetes; 


FL 


EL 


Fl 


FL 


497272 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


497272 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


Bactero 
497272 Bacteria_16S 
agariperforans st 
agariperforans Ba 


16S 


16S 


16S 


2737629 2737683 26 80 gi 
n KMM 3674 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
2742024 2742078 26 80 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2758368 2758422 26 80 gi 
rain KMM 3525 16S ribosomal RNA, parti 
cteria; Bacteroidetes; Sphingobacteria 


Ss; 


al 


v 


2811064 2811118 26 80 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2812558 2812612 26 80 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
3015358 3015412 26 80 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3389471 3389569 1 99 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3409219 3409273 26 80 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; Po 
3548327 3548381 26 80 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
3604782 3604836 26 80 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; Flavobact 


s 


ob 


da 


rp 


i. 
te 


se 
er 


3701686 3701740 26 80 

ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
3703213 3703267 26 80 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
3792887 3792953 26 92 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3814155 3814209 26 80 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3842994 3843048 26 80 gi 
TCC 51468 16S ribosomal RNA, partial s 
Bacteroidetes; Flavobacteria; Flavob 
3865685 3865739 26 80 gi 


gi 


ct 


ia 
la 


nc 
S; 


ue 
ac 


’ 


eq 
ac 


v 


cteroidia; Bacteroidales; da 


3981533 3981587 26 


Porphyromona 

80 gi 
Flavobact 
gi 


avobacteria; Flavobacteriales; 


3985999 3986053 26 80 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


3987480 3987534 26 80 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


3988958 3989012 26 80 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
3990446 3990500 26 80 


avobacteriales; Flavobacteriaceae; Pib 
3991941 3991995 26 80 gi 
n KMM 6049 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 


Oc 


se 
VO. 


219857162 
se 
vo. 

219857159 
ce 


219857147 


219857109 
avi 

219857108 
eq 


219846913 
3015068 30165 


219846652 


219846638 


219846544 


219846503 


219846435 
3701387 37028 


219846434 


219846368 


219846353 


219846333 


219846318 


6S ribosomal RNA, partial sequence 3865370 38668 


219846237 
6S ribosomal RNA, partial sequence 3981260 39826 


219846234 
6S ribosomal RNA, partial sequence 3985718 39871 


219846233 
6S ribosomal RNA, partial sequence 3987206 39886 


219846232 
6S ribosomal RNA, partial sequence 3988683 39901 


219846231 
somal RNA, partial sequence 3990163 3991609 Piboc 


219846230 


ref |NR_024790.1 

2737379 273875 
les; Flavobacter 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Fla 
ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


e 
ria 


quenc 
bacte 


27 
Flav 


417 
oba 


sequ 
Sphin 


enc 
gob 


ref |NR_024737.1 
2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 
2812273 281371 
es; Flavobacteri 
ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 
ref|NR_026244.1 
nce 338924 
s; Thermaceae; 
ref|NR_026230.1 
32 3410401 Porphy 
daceae; Porphyro 
ref|NR_026136.1 
3548038 354952 
; Porphyromonada 
ref|NR_026095.1 
3604483 360597 
obacteriales; Fl 


equen 
obact 


ce 
eri 


uence 
acterial 


ceae; Dy 
al seque 
Thermale 


34089 
hyromona 


sequence 
roidales 


quence 
ia; Flav 


ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref |NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
NR_025944.1 
3813879 381534 
avobacteriac 
NR_025923.1 

3842717 384417 
teriales; Flavobacteriac 
ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025827.1 


eriaceae 


1 sequen 
vobacter 


37926 
Flavoba 


e 


nce 


teriales 


uence 


ceae; Po 


¢ Bi 
ref 


zionia. 
NR_025824.1 


eriaceae 


, Gr 
ref 


amella. 
NR_025823.1 


eriaceae 


a Aq 
ref 


uimarina. 
NR_025822.1 


eriaceae 


7 Gi 
ref 


ella 


llisia. 
NR_025821.1 
ponti Bacte 


eriaceae 


ella. 
ref|NR_025820.1 

3991660 399309 
les; Flavobacter 


quence 
bacteria 


497272 Bacteria_16S 


4012932 4012986 26 80 gi 


219846214 


vi 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Flavobacterium 
acterium limicola 
obacterium. 
Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Tenacibaculum 

2 Tenacibaculum 

riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Dysgonomonas gadei 


gadei Bacteria; 


Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Porphyromonas catoniae 
romonas catoniae 
monas. 
Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Gelidibacter algens 


algens Bacteria; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Polaribacter 
bacter franzmannii 
ribacter. 
Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Porphyromonas macacae 
macacae Bacteria; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 


ref |NR_025804.1 


Winogradskyella eximia 


strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 


gi|219878332 
sequence 

i] 219878331 
18064 
219878330 
18079 
219878329 
18109 


gi|219878328 


ribosomal RNA, partial sequence 


219878327 
18140 
219878326 
18140 
gi|219878325 
sequence 
gi|219878324 
sequence 
gi|219878323 
18187 
219878322 
18202 
219878321 
18217 
219878320 
18233 
219878319 
18248 
219878318 
18263 
219878317 
18278 
219878316 
18293 
219878315 
18308 
gi|219878313 
sequence 
gi|219878312 
18338 
gi|219878311 
sequence 
gi| 219878310 
sequence 
gi| 219878309 
18385 
gi|219878308 
sequence 

i | 219878307 
18416 
219878306 
18446 
219878305 
18447 
219878304 
18462 
gi| 219878303 
sequence 
gi|219878302 
18492 
219878301 
18508 
gi|219878299 
sequence 
gi|219878298 
sequence 
gi|219878297 
sequence 
gi|219878296 
18566 
gi|219878295 
sequence 


gi 


gi 


gi 


gi 


gi 


ref|NR_025471.1 
1804913 180639 
ref|NR_025470.1 
49 1807932 
ref|NR_025469.1 
83 1809461 
ref|NR_025468.1 
89 
ref|NR_025467.1 
ref 
48 
ref|NR_025465.1 
99 1815595 
ref|NR_025464.1 
1815646 181712 
ref|NR_025463.1 
1817180 181866 
ref|NR_025462.1 
18 1820191 
ref|NR_025461.1 
42 1821724 
ref|NR_025460.1 
75 1823250 
ref|NR_025459.1 
01 1824836 
ref|NR_025458.1 
87 1826314 
ref|NR_025457.1 
65 1827792 
ref|NR_025456.1 
43 1829266 
ref|NR_025455.1 
17 1830847 
ref|NR_025454.1 
98 1832407 
ref|NR_025452.1 
1832458 183383 
ref|NR_025451.1 
88 1835317 
ref|NR_025450.1 
1835368 183689 
ref|NR_025449.1 
1836949 183846 
ref|NR_025448.1 
12 1840021 
ref|NR_025447.1 
1840072 184157 
ref|NR_025446.1 
24 1843132 
ref|NR_025445.1 
97 
ref|NR_025444.1 
48 1846167 
ref|NR_025443.1 
18 1847712 
ref|NR_025442.1 
1847763 184924 
NR_025441.1 
99 1850798 
ref|NR_025440.1 
49 1852130 
ref |NR_025438.1 
1852181 185367 
ref |NR_025437.1 
1853726 185521 
ref|NR_025436.1 
1855266 185659 
ref|NR_025435.1 
50 1858169 


NR_025466.1 


ref |NR_025434.1 
1858220 185970 


Oerskovia paurometabola strain DSM 14281 16S ribosomal RNA, partial 
Voaneece® jenensis strain DSM 46000 16S ribosomal RNA, partial sequence 

Planococcus antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 

Gordonia westfalica strain Kb2 16S ribosomal RNA, partial sequence 1809512 


Curtobacterium flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S 


1811040 1812516 
Petrotoga sibirica strain SL25 16S ribosomal RNA, partial sequence 1812567 
Fulvimonas soli strain LMG 19981 16S ribosomal RNA, partial sequence 
Kibdelosporangium aridum strain DSM 43828 16S ribosomal RNA, partial 
tacos teams myxococcoides strain DSM 11118 16S ribosomal RNA, partial 
Plantibacter flavus strain P 297/02 16S ribosomal RNA, partial sequence 
Curtobacterium herbarum strain P 420/07 16S ribosomal RNA, partial sequence 
Agreia pratensis strain P 229/10 16S ribosomal RNA, partial sequence 
Halobacillus trueperi strain DSM 10404 16S ribosomal RNA, complete sequence 
Psychrobacter marincola strain KMM 277 16S ribosomal RNA, partial sequence 
Psychrobacter submarinus strain KMM 225 16S ribosomal RNA, partial sequence 
Oceanicaulis alexandrii strain C116-18 16S ribosomal RNA, partial sequence 
Propionivibrio limicola strain GolChil 16S ribosomal RNA, complete sequence 
Ilyobacter insuetus strain VenChi2 16S ribosomal RNA, partial sequence 
Bifidobacterium scardovii strain CCUG 13008 16S ribosomal RNA, partial 
Gulosibacter molinativorax strain ON4 16S ribosomal RNA, partial sequence 


Sterolibacterium denitrificans strain Chol-1S 16S ribosomal RNA, complete 


8 
Lactobacillus intestinalis strain DSM 6629 16S ribosomal RNA, partial 
1 
Lactobacillus hamsteri strain DSM 5661 16S ribosomal RNA, partial sequence 


Lactobacillus paraplantarum strain DSM 10667 16S ribosomal RNA, partial 
3 
Bacillus halodurans strain DSM 497 16S ribosomal RNA, partial sequence 


Isobaculum melis strain M577-94 16S ribosomal RNA, partial sequence 1843183 
Maricaulis virginensis strain VC 5 16S ribosomal RNA, partial sequence 
Shewanella livingstonensis strain NF22 16S ribosomal RNA, partial sequence 


Arcanobacterium hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
8 
Thermomonas haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 


Roseospira navarrensis strain SE3104 16S ribosomal RNA, partial sequence 


Thermobifida cellulosilytica strain TB100 16S ribosomal RNA, partial 
eicteavalis sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial 
 isaidcd wey capitovis strain CCUG 39779 16S ribosomal RNA, partial 
Cee palustris strain DSM 9172 16S ribosomal RNA, partial sequence 


Corynebacterium testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
1 


497272 Bacteria_ 


epiphytica strain 
epiphytica Bacter 


497272 Bacteria_ 


thalassocola stra 
thalassocola Bact 


Winogradskyella. 
497272 Bacteria_ 


strain KMM 3951 1 
Fl 


Bacteroidetes; 
497272 Bacteria_ 


strain KMM 3949 1 
Fl 


Bacteroidetes; 
497272 Bacteria_ 


strain KMM 3947 1 
Fl 


Bacteroidetes; 
497272 Bacteria_ 


sedimenticola str 
sedimenticola Bac 


497272 Bacteria_ 


strain KMM 3941 1 
Fl 


Bacteroidetes; 
497272 Bacteria_ 


strain KMM 3912 1 
Fl 


Bacteroidetes; 
497272 Bacteria_ 


strain KMM 3902 1 
Fl 


Bacteroidetes; 
497272 Bacteria_ 
strain Y12-2 16S 
Bacteroidetes; 
497272 Bacteria_ 
strain Y10-2 16S 
Bacteroidetes; 
497272 Bacteria_ 


strain SW49 16S r 
Fl 


Bacteroidetes; 
497272 Bacteria_ 


strain IS1B 16S r 
P 


Planctomycetes; 


Thermotogae; 


strain DSM 9442 1 
Thermotogae; 


Thermotogae; 


strain ATCC 33779 


Bacteroidetes; 


Bacteroidetes; 


Bacteria; 


Spirochaetes; 


Spirochaetales; 


Fl 


Fl 


Ther 
497272 Bacteria_16S 
fusiformis strain 
Bacteria; Verruco 
497272 Bacteria_16S 
vanneervenii stra 
Bacteria; Verruco 
497272 Bacteria_16S 
strain SL1 16S ri 
Ther 
497272 Bacteria_16S 


Ba 
497272 Bacteria_16S 
strain SS-2 16S r 
Sp 
497272 Bacteria_16S 
DSM 18053 16S rib 
Bactero 
497272 Bacteria_16S 
strain IST7 16S r 
Spi 
497272 Bacteria_16S 
CMN3 16S ribosomal RNA, partial sequence 


avobacteria; Flavobacteriales; 
16S 4088711 4088765 26 80 gi 
avobacteria; Flavobacteriales; 
16S 4090202 4090256 26 80 gi 
avobacteria; Flavobacteriales; 
16S 4091698 4091752 26 80 gi 
teria; 
16S 


Bacteroidetes; Flavobacteria; 
4093180 4093234 26 80 gi 


avobacteria; Flavobacteriales; 
16S 4114212 4114266 26 80 gi 
avobacteria; Flavobacteriales; 
16S 4161917 4161971 26 80 gi 
avobacteria; Flavobacteriales; 
16S 4225710 4225764 26 80 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
16S 4227182 4227236 26 80 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
16S 4228654 4228708 26 80 
ibosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
16S 692834 692899 27 92 
ibosomal RNA, partial sequence 


gi 


gi 


gi 


gi 


1393826 1393915 10 99 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; 


gi 


Thermotoga. 


motogales; Thermotogaceae; 
3704611 3704702 1 


Thermotoga. 
92 gi 


3707648 3707739 1 92 gi 


3777857 3777946 10 99 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; 


gi 


Thermotoga. 


ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1198877 1198933 36 92 
osomal RNA, partial sequence 
idetes; Sphingobacteria; 
2693889 2693961 27 99 
ibosomal RNA, partial sequence 
rochaetales; 
2844402 2844474 27 


gi 


gi 


99 gi 


6S ribosomal RNA, partial sequence 4086933 40 
Flavoba 


6S ribosomal RNA, partial sequence 4088431 40 
Flavoba 


6S ribosomal RNA, partial sequence 4089922 40 
Flavoba 


ain KMM 3903 16S ribosomal RNA, partia 
E 


6S ribosomal RNA, partial sequence 4092900 40 
Flavoba 


6S ribosomal RNA, partial sequence 4113936 41 


Flavoba 


Flavoba 


Flavoba 


Flavoba 


Flavoba 


lanctomycetacia; Planctomycetales; Pla 
497272 Bacteria_16S 
strain TMO 16S ri 
Ther: 
497272 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 
497272 Bacteria_16S 


FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 


in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 


Sap 


Sphingobacter 


cteriac 
219846160 


cteriac 
219846159 


cteriac 
219846158 
1 seque 
lavobac 
219846157 


cteriac 
219846141 


cteriac 
219846106 


6S ribosomal RNA, partial sequence 4161641 41630 
eriaceae 


ct 
219846051 


4225434 42268 
eriaceae 


ct 
219846050 


4226906 42283 
eriaceae 


ct 
219846049 


4228378 42297 
cteriaceae 


265678587 


692571 69404 
nctomyceta 


228715897 


1393543 13950 


6S ribosomal RNA, partial sequence 3450571 34520 


219846433 
ce 37043 
robiales; 

219846431 
ence 37073 
robiales; 

219846378 


3777587 37790 


975693 97713 
rospiracea 


228715480 


1198618 12000 
Fle 


iales; 
219857192 


2693690 26949 
Spirochaetaceae; Borrelia 


219856894 


883 
eae; 


898 
eae; 


913 
eae; 


nce 
ter 


943 
eae 


153 
eae 


16S 4014412 4014466 26 80 gi|219846213|ref|NR_025803.1| Winodgradskyella 
KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
16S 4015891 4015945 26 80 gi|219846212|ref|NR_025802.1| Winogradskyella 
in KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
eria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
16S 4087220 4087274 26 80 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 
; Maribacter. 
ref|NR_025750.1| Maribacter aquivivus 
71 Maribacter aquivivus Bacteria; 
; Maribacter. 
ref|NR_025749.1| Maribacter orientalis 
60 Maribacter orientalis Bacteria; 
; Maribacter. 
ref|NR_025748.1 
4091411 409284 
iales; Flavobacteriaceae; Maribacter. 
ref|NR_025747.1| Arenibacter certesii 
37 Arenibacter certesii Bacteria; 
; Arenibacter. 
ref|NR_025731.1| Ulvibacter litoralis 
54 Ulvibacter litoralis Bacteria; 
; Ulvibacter. 
ref|NR_025696.1| Algibacter lectus 
67 Algibacter lectus Bacteria; 
; Algibacter. 
ref|NR_025641.1| Aequorivita crocea 
55 Aequorivita crocea Bacteria; 
; Aequorivita. 
ref|NR_025640.1| Aequorivita lipolytica 
27 Aequorivita lipolytica Bacteria; 
; Aequorivita. 
ref|NR_025639.1| Aequorivita antarctica 
99 Aequorivita antarctica Bacteria; 
; Aequorivita. 
ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 
ceae; Isosphaera 
ref|NR_027542.1| Thermotoga lettingae 
55 Thermotoga lettingae TMO Bacteria; 


Maribacter 
9 Maribacter 


3169283 3169372 10 99 gi|219846808|ref|NR_026400.1| Deinococcus 
ain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
teria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
3450832 3450921 10 99 gi|219846609|ref|NR_026201.1| Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prosth 


325700 325771 9 80 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
975972 976028 36 92 gi|265678393|ref|NR_028695.1| Lewinella nigricans 


0 Lewinella nigricans Bacteria; 
e; Lewinella. 
ref|NR_027533.1| Dyadobacter fermentans 
10 Dyadobacter fermentans DSM 18053 
xibacteraceae; Dyadobacter. 
ref|NR_024820.1| Borrelia turcica 

59 Borrelia turcica Bacteria; 


ref|NR_024713.1| Borrelia sinica strain 


2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 


497272 Bacteria_ 


debontii strain F 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 


497272 Bacteria_ 
strain Co53T 16S 
Spirochaetes; 
497272 Bacteria_ 
strain Hk501 16S 
Spirochaetes; 
497272 Bacteria_ 


Ya501 16S ribosomal RNA, partial sequence 
s 


Spirochaetales; 
497272 Bacteria_ 


strain HT31 16S r 
Spi 


Spirochaetes; 
497272 Bacteria_ 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Spiroch 
497272 Bacteria_16S 
strain Met-12 16S 


Bacteria; 


Thermotogae; 


Spi 


Spi 


Thermotogales; 
497272 Bacteria_16S 
strain SL24 16S r 


16S 3706130 3706221 1 92 gi 


C3 16S ribosomal RNA, partial sequence 


16S 3759801 3759873 27 99 
ribosomal RNA, partial sequence 
rochaetales; 


gi 


Spirochaetaceae; Borrelia. 


ibosomal RNA, partial sequence 
rochaetales; 
16S 15277 


Spirochaetaceae; Borrelia. 
15344 25 92 gi 


aetes; Spirochaetales; Leptospiraceae; 
450962 451025 36 99 gi 
ribosomal RNA, partial sequence 
Thermotogaceae; Petrotoga. 
613964 614027 36 99 gi 
ibosomal RNA, partial sequence 


219846432 


ro 
219846392 
3759507 37610 


3932829 39341 


265679053 
al sequenc 
Leptospir 
265678753 
450666 45216 


265678642 
613678 61515 


ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref|NR_025983.1 


37058 
biales; 


ref|NR_029361.1 
e 15032 16427 
a. 


ref|NR_029058.1 


ref |NR_028947.1 


Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 

Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


16S 3914707 3914779 27 99 gi|219846284|ref|NR_025874.1| Borrelia tanukii 

ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 

rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

16S 3916123 3916195 27 99 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 

pirochaetaceae; Borrelia; Borrelia burgdorferi group. 

16S 3933102 3933174 27 99 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Leptospira interrogans 
Leptospira interrogans 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Fusobacterium 
3619459 3620789 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Alistipes putredinis 
pes putredinis Bacteria; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 


Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

497272 Bacteria_16S 1504503 1504569 25 92 gi|219846440|ref|NR_026031.1 

ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 150555 

ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubac 

497272 Bacteria_16S 1714124 1714171 26 73 gi|219878398|ref|NR_025537.1 

faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 171532 

faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobact 

Sphingobacterium. 

497272 Bacteria_16S 1812853 1812916 36 99 gi| 219878327 |ref|NR_025466.1 

strain SL25 16S ribosomal RNA, partial sequence 1812567 18140 

Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

497272 Bacteria_16S 3217944 3217991 52 99 gi|219846775|ref|NR_026367.1 

strain NR-27 16S ribosomal RNA, partial sequence 3217640 32191 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

497272 Bacteria_16S 3619682 3619729 33 80 gi|219846492|ref|NR_026084.1 

nucleatum subsp. animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 
Fusobacterium nucleatum subsp. animalis Bacteria; Fusobacteria; Fusobacteriales; 

Fusobacteriaceae; Fusobacterium. 

497272 Bacteria_16S 3621063 3621110 33 80 gi| 219846491 |ref|NR_026083.1 

nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, partial sequence 362084 

nucleatum subsp. fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriac 

497272 Bacteria_16S 3864166 3864220 26 80 gi|219846319|ref|NR_025909.1 

strain ATCC 29800 16S ribosomal RNA, partial sequence 3863852 3865319 Alisti 

Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 

497272 Bacteria_16S 1076285 1076341 34 92 gi| 265678325 |ref|NR_028627.1 

strain YLM-32 16S ribosomal RNA, partial sequence 1075986 10774 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteracea 

497272 Bacteria_16S 1162495 1162577 1 83 gi|228720981|ref|NR_027600.1 


DSM 9946 16S ribo 
Deinococcus-Thermus; 
497272 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


497272 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


497272 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
497272 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


497272 Bacteria_16S 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 31720 


Deinococci; Thermales; Thermaceae; 
2102566 2102604 54 92 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
3606319 3606373 26 80 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; 
528996 529085 10 99 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
3166249 3166338 10 99 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3170799 3170888 10 99 gi 


e 


gi 


somal RNA, partial sequence 1162257 1163688 Meiot 
Meiothermus. 
219878118 


ibrionales 
219846502 
sequence 
Flavobacterial 
265678699 
528726 53019 
ccaceae; 
219846810 
sequence 
Deinococca 
219846807 


hermus silvanus 


ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref |NR_026094.1 
3606022 360747 
es; Flavobacteri 
ref |NR_029004.1 


21022 


eino 
ref 


D coccus. 
NR_026402.1 
165996 316746 
Deinococcac 


NR_026399.1 


w 


les; 
ref 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Capnocytophaga 

4 Capnocytophaga 
aceae; Capnocytophaga. 
Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Fusobacterium 


Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
497272 Bacteria_16S 1357763 1357810 33 80 gi|228720055|ref|NR_027588.1 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 135754 


gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 


0 1358872 Fusobacterium 
Fusobacterium. 


497272 Bacteria_16S 298297 298351 25 80 gi| 265678861 |ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
497272 Bacteria_16S 330306 330333 53 80 gi|265678840|ref|NR_029145.1| Geotoga subterranea 


strain CC-1 16S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

497272 Bacteria_16S 694351 694418 32 99 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

497272 Bacteria_16S 1104958 1105028 9 80 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

497272 Bacteria_16S 1395425 1395452 53 80 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 
strain KA3 16S ribosomal RNA, partial sequence 1395106 1396548 Marinitoga piezophila KA3 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 

497272 Bacteria_16S 1259177 1259223 53 99 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

497272 Bacteria_16S 3146418 3146464 53 99 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

497272 Bacteria_16S 3167767 3167849 10 92 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
497272 Bacteria_16S 940483 940520 36 73 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

497272 Bacteria_16S 1061460 1061497 36 73 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

497272 Bacteria_16S 3618301 3618348 33 80 gi|219846493|ref|NR_026085.1| Fusobacterium 
periodonticum strain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

497272 Bacteria_16S 972960 973012 47 99 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

497272 Bacteria_16S 974513 974537 49 73 gi|265678394|ref|NR_028696.1| Lewinella persicus 
strain T-3 16S ribosomal RNA, partial sequence 974224 975642 Lewinella persicus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

497272 Bacteria_16S 2011193 2011253 32 92 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

497272 Bacteria_16S 3861114 3861149 57 92 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 


F275 16S ribosoma 
Lactobacillales; 


1 RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 


Lactobacillaceae; Lactobacillus. 


Bacteria; Firmicutes; 


497272 Bacteria_16S 2399730 2399752 58 80 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

497272 Bacteria_16S 3791401 3791423 58 80 gi|219846369|ref|NR_025960.1]| Acholeplasma oculi 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

497272 Bacteria_16S 3978641 3978683 26 68 gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 
strain NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 

497272 Bacteria_16S 216354 216395 32 13 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 


ceae; Blastopirellula. 

ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 


Planctomycetes; Planctomycetacia; Planctomycetales; Pla 
497272 Fungi_16S 296 370 25 99 gi 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 

Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
497272 Fungi_16S 1805 1879 25 99 gi 


nctomyceta 
265678352 
1514 
nebacterin 
265678351 


strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

497272 Fungi_16S 3343 3417 25 99 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

497272 Fungi_16Ss 4903 4977 25 99 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


497272 Fungi_16S 6459 6533 25 99 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

497272 Fungi_16S 7961 8035 25 99 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

497272 Fungi_16S 10928 11002 25 99 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

497272 Fungi_16S 9447 9514 25 92 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

499300 Archaea_16S 211788 211768 7 27 gi| 219846343 |ref|NR_025933.1| Pyrodictium occultum 
strain PL-19 16S ribosomal RNA, complete sequence 210342 211838 Pyrodictium occultum Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Pyrodictiaceae; Pyrodictium. 

505442 Bacteria_16S 1160538 1160661 1 124 gi|228721485|ref|NR_027608.1| Desulfotomaculum 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

505442 Bacteria_16S 3790893 3791010 1 118 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

505442 Bacteria_16S 4107683 4107800 1 118 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

505442 Bacteria_16S 1780481 1780604 1 124 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

505442 Bacteria_16S 1885733 1885855 1 124 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

505442 Bacteria_16S 802688 802808 1 121 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

505442 Bacteria_16S 2528037 2528160 1 124 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

505442 Bacteria_16S 3155146 3155270 1 124 gi|219846819|ref|NR_026411.1| Desulfosporosinus 


orientis strain D 
Firmicu 
505442 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 


Bacteria; 


metallireducens s 


metallireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 
505442 Bacteria_16S 1342071 13421941 124 gi|228721140|ref|NR_027603.1 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulf 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitob 
505442 Bacteria_16S 781181 781298 1 118 gi| 265678525 |ref|NR_028829.1 
strain S-743 16S ribosomal RNA, partial sequence 779845 781307 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
505442 Bacteria_16S 333047 333169 1 124 gi|265678839|ref|NR_029144.1 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Ther 
Moorella group; Moorella. 

505442 Bacteria_16S 940006 940129 1 124 gi|265678419|ref|NR_028721.1 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 94015 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

505442 Bacteria_16S 1435955 1436078 1 124 gi|224581431|ref|NR_027213.1 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

505442 Bacteria_16S 1693781 1693904 1 124 gi|219878412|ref|NR_025551.1 


auripigmenti stra 
auripigmenti Bact 


505442 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


505442 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


505442 Bacteria_16S 


tes; Clostridia; Clostridiales; 


1245298 1245421 1 124 gi 


in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; 
1801596 1801719 1 124 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1882577 1882700 1 124 gi 
ridia; Clostridiales; Veillonellaceae; 
1884153 1884276 1 124 gi 


SM 765 16S ribosomal RNA, partial sequ 
Peptoc 


Clostrid 


6S ribosomal RNA, partial sequence 1881182 18827 


ence 31537 
occaceae; 

219857537 
1 sequence 


equence 

iales; Pep 
219878335 
e 18002 
nibacillus. 
219878278 
Sporomusa. 
219878277 


64 3155274 Desul 
Desu 


ref 


1243915 12454 


1692386 16939 
tococcaceae; 
ref 


19 1801737 Paeni 


ref 
05 Sporomusa sphaeroides Bacteria; 


ref 


£ 
1lfosporosinu 
NR_025125.1 
2 


1 
Des 
NR_025474.1 
b 


NR_025417.1 


osporosinus orientis 

Ss. 

Desulfitobacterium 

8 Desulfitobacterium 
Desulfitobacterium. 
Desulfitobacterium 
itobacterium hafniense 
acterium. 

Acholeplasma axanthum 


axanthum Bacteria; 


Moorella 
333194 Moorella 


moanaerobacteraceae; 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Paenibacillus 
acillus antarcticus 


Desulfosporosinus 
7 Desulfosporosinus 


ulfosporosinus. 


Paenibacillus 
acillus stellifer 


Sporomusa sphaeroides 


NR_025416.1 


Sporomusa malonica 


strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Veillonellaceae; 


Sporomusa. 


505442 Bacteria_16S 
strain KK19 16S r 


Firmicutes; Bacil 


505442 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


505442 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


505442 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


505442 Bacteria_16S 


strain IFO 12513 


strain IFO 13911 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 


strain IFO 14915 


consettensis stra 
consettensis Bact 
Micromonosporacea 


505442 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


505442 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


505442 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


505442 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


505442 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


505442 Bacteria_16S 


viterbiensis stra 
viterbiensis Bact 


505442 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


505442 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


505442 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


505442 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


505442 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


505442 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


505442 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


505442 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


2048567 2048690 1 124 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
2226145 2226268 1 124 gi 
in AM141 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
2227706 2227829 1 124 gi 
AM49 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2388669 2388791 1 124 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2800003 2800126 1 124 gi 


gi 


qu 
il 


ne 
ni 


nc 
S; 


2803047 28031701 124 


gi 


2807612 2807735 1 124 gi 
in IFO 14913 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2809134 2809257 1 124 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

4079034 4079157 1 
LR7.2 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; Clostridia 
51279 51403 1 125 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; Desulfov 
1632787 1632906 1 118 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1855087 1855208 1 124 gi 
rain CCUG 44365 16S ribosomal RNA, parti 
cteria; Firmicutes; Lactobacillales; Aer 
2406867 2406991 1 125 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3034512 3034634 1 125 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3241704 3241828 1 125 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3244814 3244938 1 125 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
rio. 


2 
1 
; 


124 gi 
complete seque 


le 


ne 


en 
es 


1 
ia 


eq 
id 
Th 


a 
ct 


3265768 3265892 1 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


125 gi 


cl 


219878160 
2047168 20487 


219857582 


ence 


e 


e 


omonospori 
219857115 
16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 


omonosp 
219857112 
seque 
Actin 


19857111 
seque 
Actin 


219846167 


nce 
S; 


e 


v 


les; 


219846900 
uence 
iales; 
219846760 
3240430 32418 
ermobrac 
219846758 
sequence 


eria; 


219846744 
3264433 32658 
ostridiu 


3314407 33145311 125 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacteri 
549892 550013 1 124 
ribosomal RNA, partial sequence 
ridia; 


gi 


Clostridiales; Veillonellaceae; 
1064073 1064196 1 124 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1778931 1779053 1 124 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 


ue 


505442 Bacteria_16S 


1880998 1881119 1 124 gi 


219846711 
equence 
Desul 


a; 


265678686 
548509 55004 
Sporomusa 
265678335 


nce 


acillaceae 
219878351 
1 sequence 
cillaceae; 
219878279 


vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 


laceae; 
219857581 
22263 
bacillus. 
219857468 
23873 
Thermoa 
219857117 
16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 


Pepto 
265679030 
49907 
ibrionales 
219878455 
ce 16314 
Erysip 
219878298 
al seque 
ococcace 
219857456 
sequence 


ref|NR_025299. 
07 Paenibacillu 
ref|NR_025170. 


ibacillus. 
NR_025169. 


Paen 
ref 


ref|NR_025056. 


naer 
ref|NR_024745. 
36 Actinoplanes 


omonosporineae; Micromonos 
2801526 2801649 1 124 gi|219857116|ref|NR_024744.1 
16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 


neae; 
ref |NR_024743. 
80 Actinoplanes 
neae; 
ref 
2806275 28077 
cetales; 


031 
ori 


nce 
omy: 


ref 
2807796 28092 
cetales; 


nce 
omy 


ref 

4077655 40791 
coccaceae; 
ref 

51436 
7 De 
ref 


elot 
ref 
nce 
ae; 
ref 
2405537 24070 
stridiaceae; 
ref 
3033166 30346 
lostridiaceae; 
ref 


richaceae; 


18537 
Globicatell 


Clo 


Cc 


hium. 
ref 

3243444 32449 
Desulf 
ref 


m. 

ref 
3313036 33145 

fovibrionales; 


ref 


ref 


bR 


062699 10642 
; Alicyclobacil 
ref = 
1777548 17790 
Paenibacillus. 
ref 


2224766 22262 


29 2227839 Paeni 


07 2388807 Thermo 
obacteracea 


Micromono 
Micromono 
NR_024740.1 
Micromo 
NR_024739.1 
Micromo 
NR_025757.1 
Cryp 
NR_029338.1 
Desulf 
sulfovibrion 
NR_025594.1 
20 1632923 Erysip 


NR_025437.1 


NR_025044.1 
Ca 
NR_026492.1 
NR_026352.1 
33 Thermobrachium celere Bacteria; 
NR_026350.1 


ovibrionale 


NR_026336.1 
96 Clostridium vincentii Bacteria; 


NR_026303.1 


NR_028991.1 
4 Sporomusa aerivorans Bacteria; 
NR_028637.1 


NR_025490.1 


NR_025418.1 


Ss 


7 


b 


e 


s 


s 


4 


6 


8 
es 


E 


2 
a 


1 
1 


4 
Cc 


4 


3 
D 


3 
1 


5 


s: 


Paenibacillus borealis 
borealis Bacteria; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Actinoplanes lobatus 


’ 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

5 Actinoplanes 

nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Globicatella 
6 1855215 Globicatella 
Caloramator 
6 Caloramator 
oramator. 
Clostridium 
4 Clostridium 
lostridium. 
Thermobrachium celere 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 


Clostridium vincentii 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Sporomusa aerivorans 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Paenibacillus 

6 Paenibacillus 


Propionispora 


1879598 1881131 Propionispora 


505442 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


505442 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


505442 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


505442 Bacteria_16S 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


505442 Bacteria_16S 


brockii subsp. la 


Thermoanerobacter brockii subsp. 


Thermoanaerobacte 


505442 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


505442 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


505442 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


505442 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


505442 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


505442 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


505442 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


505442 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


505442 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


505442 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


505442 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


505442 Bacteria_16S 


halophilum strain 
halophilum Bacter 


505442 Bacteria_16S 


brockii subsp. fi 


Thermoanaerobacter brockii subsp. 


Thermoanaerobacte 


505442 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 


strain FC 097-2 1 
Tenericutes; Moll 


putrefaciens stra 
putrefaciens Bact 


6S ribosomal RNA, 


lactiethylicus 
rales; Thermoanaerobacteraceae; Thermo 
3028406 3028527 1 124 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3552453 3552577 1 125 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
994011 994134 1 124 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1220986 1221109 1 124 gi 


Clostridiaceae; 


bacillales; Carnobacteriaceae; Allofus 
2040738 2040860 1 124 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2707064 2707185 1 124 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2786594 2786717 1 124 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
3722296 3722419 1 124 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


4086732 4086855 1 124 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
55926 56028 1 


gi 


Syntrophomonadac 
101 gi 


pelotrichi; Erysipelotrichales; Erysip 
905998 906116 1 118 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
rs 

3654205 3654324 1 124 gi 
SEBR 3139 16S ribosomal RNA, partial 

ia; Firmicutes; Clostridia; Clostridia 
3883715 3883837 1 124 gi 
nnii strain AKo-1 16S ribosomal RNA, p 


Thermo 
gi 


rales; Thermoanaerobacteraceae; 
320501 320616 1 118 
ibosomal RNA, partial sequence 


986134 986249 1 
6S ribosomal RNA, 


118 gi 


2464579 2464703 1 125 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 


505442 Bacteria_16S 


2531088 2531212 1 125 gi 


6S ribosomal RNA, partial sequence 54638 


finnii Bacteria; 


complete sequence 257219 25873 


Bacteria; 
an 
219846905 
ia 
tridiales; 
219846542 


3551089 35526 
Caloramato 


265678382 
ce 99261 
phomonadac 
219878362 


6S ribosomal RNA, partial sequence 1219617 12211 


tis. 
219878168 
equence 
coccaceae; 
219857184 
equence 
le 
219857126 
ia 
cl 
219846420 
ce 37209 


ales; 


219846162 


4085324 40868 
Syntr 


eae; 
265679027 
56028 
elotrichac 
265678441 
ence 90455 
aerobacter 


219846469 
sequence 

les; Pepto 
219846307 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
505442 Bacteria_16S 
complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
505442 Bacteria_16S 


aerobact 


1 sequen 


s Family 


1 sequen 
obacilla 


Cory 


artial seq 
Firmicutes; 


3048274 3048396 1 124 gi|219846890|ref|NR_026482.1| Facklamia 
ain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
teria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

31737 31857 1 124 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

258605 258721 1 118 gi|265678890|ref|NR_029198.1| Moorella glycerini 


1 Moorella glycerini Bacteria; 


ridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
2053241 2053364 1 124 gi|219878157|ref|NR_025296.1| Mycobacterium 
DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
1506958 1507080 1 124 gi|219846365|ref|NR_025956.1| Thermoanerobacter 
ctiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 


Firmicutes; 
er. 
ref |NR_026497.1 
ce 3027026 302853 


Clostridia; 


Desulfonispora 
2 Desulfonispora 
Peptococcaceae; Desulfonispora. 
ref|NR_026134.1| Caloramator indicus 
03 Caloramator indicus Bacteria; 
r. 
ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomonas. 
ref|NR_025501.1| Allofustis seminis 
16 Allofustis seminis Bacteria; 


Syntrophomonas 
phomonas sapovorans 


Dolosicoccus 
7 Dolosicoccus 


ref|NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


ref|NR_025752.1] Syntrophomonas curvata 
82 Syntrophomonas curvata Bacteria; 
ophomonas. 
ref |NR_029335.1| Holdemania filiformis 
Holdemania filiformis Bacteria; 
eae; Holdemania 
ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


, 


ref|NR_026061.1 
3652827 365435 
coccaceae; Desul 
ref|NR_025897.1| Thermoanaerobacter 
uence 3882338 3883860 

Clostridia; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 


anaerobacter. 
265678847 |ref|NR_029152.1| Acholeplasma palmae 
319228 320640 Acholeplasma palmae Bacteria; 


eplasma. 


265678387|ref|NR_028689.1| Acholeplasma vituli 
5 Acholeplasma vituli Bacteria; 
eplasma. 
219857407|ref|NR_024995.1| Clostridium 
sequence 2463226 2464712 Clostridium 
iales; Clostridiaceae; Clostridium. 
219857357|ref|NR_024945.1] Clostridium gasigenes 


strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


Clostridiu 


m. 


505442 Bacteria_16S 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
505442 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


505442 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. 


Clostridiaceae; C 


505442 Bacteria_16S 


albus strain JL 8 
Bacteria; Actinob 


Streptacidiphilus. 
505442 Bacteria_16S 


839269 839392 1 124 
ribosomal RNA, partial sequence 


gi 


Stre 
2071530 2071647 1 120 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2326629 2326750 1 124 gi 
p-. leptospartum strain ATCC 35414 16S 

lostridium. 

2553212 2553335 1 124 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


2723549 2723670 1 124 


gi 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


505442 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


505442 Bacteria_16S 


aeronauticum stra 


aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Pep 
505442 Bacteria_16S 3929647 3929770 1 124 gi| 219846275 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 39298 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
505442 Bacteria_16S 4072910 4073033 1 124 gi|219846171 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; C 
Soehngenia. 

505442 Bacteria_16S 568243 568325 1 83 gi| 265678674 
strain ID131577 16S ribosomal RNA, partial sequence 566874 56834 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacte 
505442 Bacteria_16S 2338516 2338637 1 124 gi| 219857503 


strain BG29 16S r 
Firmicutes; Clost 


505442 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


505442 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


505442 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


505442 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


505442 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


505442 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


505442 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


505442 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


505442 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacter brockii subsp. brockii Bacteria; 


Thermoanaerobacte 


505442 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


505442 Bacteria_16S 


tes; Bacillales; Alicyclobacillaceae; 

2941915 2942037 1 124 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

3247809 32479301 124 gi 
in DSM 10349 16S ribosomal RNA, partia 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
2891851 2891933 1 83 gi 
n K95-5561 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

3713292 37133741 83 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


186602 186717 1 118 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; 
851241 851357 1 118 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
2340065 2340187 1 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
3235618 3235743 1 124 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
198738 198861 1 125 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
364544 364668 1 125 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
1314461 1314581 1 124 gi 
16S ribosomal RNA, 


gi 


Erysip 
gi 


Heliobacteriacea 
125 gi 


ockii strain HTD4 


Thermo 
gi 


rales; Thermoanaerobacteraceae; 
3880568 3880691 1 125 
S ribosomal RNA, 
ridia; Clostridiales; 
526998 527121 1 


Clostridiaceae; 
124 gi 


837961 83941 


2337153 23386 


185230 18674 


849874 85135 


complete sequence 3879197 38807 


265678487 


ptosporang 
219878143 
uence 
cillaceae; 
219857512 
ribosomal 


219857342 
25518 
Stre 


ales; 


219857173 
27221 
Alicycloba 
219856829 
equence 
Actinomyc 


219846756 
1 sequence 


e; Helioba 
219856862 
sequence 

Actinomyc 


219846428 
ence 37119 
ales; Micr 


265678939 


elotrichac 
265678479 


ref|NR_028790.1| Nonomuraea rubra 
7 Nonomuraea rubra Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025282.1| Thermobacillus 

2070125 2071678 Thermobacillus 
Thermobacillus. 
ref|NR_025100.1 
RNA, partial seq 


Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref |NR_024648.1 

2940579 294204 
etales; Micromon 


Alicyclobacillus 
lobacillus pomorum 


Virgisporangium 
7 Virgisporangium 
osporineae; 


ref |NR_026348.1 
3246473 324794 
tococcaceae; Des 
ref|NR_025865.1 
00 Streptomyces scabiei Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025761.1| Soehngenia 
4071551 4073044 Soehngenia 
lostridiales Family XI. Incertae Sedis; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Streptomyces scabiei 


ref |NR_028979.1 
3  Conexibacter woesei Bacteria; 

raceae; Conexibacter. 

ref|NR_025091.1| Heliobacterium undosum 
51 Heliobacterium undosum Bacteria; 
cterium. 
ref|NR_024681.1 
2890502 289195 
etales; Micromon 


Conexibacter woesei 


Actinoplanes 
8 Actinoplanes 
osporineae; 


ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


ref|NR_029247.1| Clostridium ramosum 
8 Clostridium ramosum Bacteria; 

eae. 

ref|NR_028782.1| Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


contaminans strain R-16222 16S ribosomal RNA, partial sequence 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


e; Heliorestis. 

219857502|ref|NR_025090.1| Heliobacterium 

quence 2338702 2340214 Heliobacterium 

diales; Heliobacteriaceae; Heliobacterium. 

219846764|ref|NR_026356.1| Thermosyntropha 

ence 3234298 3235755 Thermosyntropha lipolytica 

phomonadaceae; Thermosyntropha. 

265678931|ref|NR_029239.1| Clostridium 

uence 197405 198934 Clostridium 

diales; Clostridiaceae; Clostridium. 

265678812|ref|NR_029117.1| Phenylobacterium 

ence 363264 364685 Phenylobacterium lituiforme 

terales; Caulobacteraceae; Phenylobacterium. 

228718892 |ref|NR_027577.1| Thermoanaerobacter 

partial sequence 1313094 1314606 

Firmicutes; Clostridia; 

anaerobacter. 

219846309|ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 

Caloramator. 

265678701|ref|NR_029006.1| Anoxybacillus 


525601 527141 Anoxybacillus 


505442 Bacteria_ 


suicloacalis stra 
suicloacalis Bact 


505442 Bacteria_ 


strain 19 16S rib 
Clost 


Firmicutes; 
505442 Bacteria_ 
strain LMG 18419 
Firmicutes; 
505442 Bacteria_ 


hesperidum strain 
Firmicu 


Bacteria; 
505442 Bacteria_ 


burkinensis strai 
burkinensis Bacte 


505442 Bacteria_ 


acetigenes strain 
Firmicu 


Bacteria; 
Sporanaerobacter. 
505442 Bacteria_ 


chinjuensis strai 
Firmicu 


Bacteria; 
505442 Bacteria_ 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus. 
505442 Bacteria_16S 
acidaminophila st 
acidaminophila Ba 
505442 Bacteria_16S 
voinovskiensis st 
voinovskiensis Ba 
505442 Bacteria_16S 


strain IFO 12512 


strain DSM 43151 


stercorarium subs 


Bacil 


ridia; 
16S 


Clostridiales; 
1943219 1943340 1 


Clostridiaceae; 
124 gi 


lales; Paenibacillaceae; Paenibacillus. 
16S 2033029 2033152 1 124 gi 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
16S 2050132 2050253 1 124 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
16S 2255121 2255242 1 124 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
16S 2432766 2432887 1 124 gi 
n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
16S 2554773 2554896 1 124 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 


2567142 2567263 1 124 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2697872 2697995 1 124 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2804568 2804691 1 124 gi 


3334192 3334275 1 83 gi 


3448802 3448925 1 124 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3582688 3582809 1 124 gi 
p- thermolacticum strain TX41 16S ribo 


s 
Ac 


Clostridiu 
219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878174 
en 
Al 

219878159 
se 
al 
219857563 
en 
id 


219857436 
nc 
ni 
219857341 
en 
al 


219857290 
al 
id 
219857190 
eq 
ac 
219857114 
16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 


omonospori 
219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 
505442 Bacteria_16S 


omonospori 
219846611 


219846521 
so 


ce 20316 
icycloba 


quence 
es; Veil 


ce 22537 
iales Fa 


e 24314 
bacillus 


ce 25534 
es; Stre 


sequenc 
iales; V 


uence 


eae; Ano 


equence 
tinomyce 


mal RNA, 


16S 773428 773551 1 124 gi|265678531|ref|NR_028835.1| Atopostipes 

in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 

eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

16S 846930 847053 1 124 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
osomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 


m. 
ref|NR_025372.1 
47 Paenibacillus 


Paenibacillus cookii 
cookii Bacteria; 


ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref |NR_025298.1 

2048758 205026 
lonellaceae; Ana 
ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


Alicyclobacillus 
lobacillus hesperidum 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


ref|NR_025024.1 
10 2432897 Paenib 
ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


Paenibacillus 
acillus chinjuensis 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024818.1 
2696496 269800 
xybacillus. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_026203.1| Streptomyces 
3447437 3448952 Streptomyces 
tales; Streptomycineae; 


Anaeromusa 

8 Anaeromusa 

Anaeromusa. 
Anoxybacillus 

1 Anoxybacillus 


ref 
par 


NR_026113.1 
tial sequenc 


Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; 


ATCC 35205 16S ri 


Cc 
505442 Bacteria_16S 


lostridium. 
3830532 3830654 1 124 
bosomal RNA, partial sequence 


gi 


219846342 
3829173 38306 


ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

505442 Bacteria_16S 393449 393569 1 123 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

505442 Bacteria_16S 654488 654603 1 118 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 


505442 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


505442 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


505442 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


505442 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


505442 Bacteria_16S 


strain ATCC 51131 


863528 863643 1 118 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; 

799566 799681 1 118 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
1207546 1207661 1 118 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
3550918 3551035 1 118 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
334575 334696 1 124 gi 
16S ribosomal RNA, partial sequence 


gi 


Erysipel 


gi 


el 


ri 


ti 
id 


265678470 
862181 86365 


265678513 


798207 79971 


228715354 


219846543 


265678838 


otrichac 


otrichac 


12061 
chales; 


al seque 
iales; C 


Erys 


nce 


ref|NR_028773.1| Bulleidia extructa 
9 Bulleidia extructa Bacteria; 
eae; Bulleidia. 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_027526.1| Catenibacterium 
79 1207663 Catenibacterium mitsuokai DSM 
ipelotrichaceae; Catenibacterium. 
NR_026135.1| Clostridium 

3549572 3551038 Clostridium 
lostridiaceae; Clostridium. 


ref 


33324 


ref|NR_029143.1| Mycobacterium celatum 
5 334704 Mycobacterium celatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


505442 Bacteria_ 


strain 213E 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


505442 Bacteria_ 


strain IFM 0575 1 


505442 Bacteria_ 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


505442 Bacteria_ 


aquiterrae strain 
Bacteria; Actinob 


Nocardioides. 
505442 Bacteria_ 


aetherivorans str 
aetherivorans Bac 
Rho 
505442 Bacteria_16S 


Nocardiaceae; 


strain FI-13295 1 


Desulfovibrio. 


505442 Bacteria_16S 
rectilineatus str 
rectilineatus Bac 
Micromonosporacea 
505442 Bacteria_16S 
derwentensis stra 
derwentensis Bact 
Micromonosporacea 
505442 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; 


Desulfovibrio. 


505442 Bacteria_16S 


mathranii strain 
Bacteria; 


strain DSM 5351 1 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
505442 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain W4937 16S 


505442 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


505442 Bacteria_16S 


favisporus strain 


Bacteria; Firmicu 


505442 Bacteria_16S 


strain R 16089 16 


Firmicutes; Bacil 


Clost 
505442 Bacteria_16S 
intestinalis stra 
intestinalis Bact 


Firmicu 
505442 Bacteria_16S 


16S 919964 920085 1 124 
ibosomal RNA, partial sequence 


gi 


16S 1042725 1042849 1 124 


gi 


16S 1091021 1091137 1 117 


gi 
teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 

16S 2100487 2100611 1 124 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


16S 2174708 2174832 1 124 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 


2328153 2328277 1 124 


gi 


2570121 2570245 1 125 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2574811 2574933 1 125 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


2796960 2797084 1 124 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2806090 2806214 1 124 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3036038 3036162 1 125 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3152047 31521711 125 gi 
in KMS2 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


gi 


3174935 3175057 1 124 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3303853 3303974 1 124 gi 
6S ribosomal RNA, 
lales; Salinicoccus. 

3474797 34749211 
16S ribosomal RNA, 


124 gi 
complete sequence 


4106160 4106284 1 124 

S ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
4116673 4116797 1 124 gi 
ribosomal RNA, partial sequence 


gi 


ain A-5 16S ribosomal RNA, partial seq 


ne 
ne 
ue 


e; 


nc 
al 


s 
e; 


ne 


se 
di 


ue 


al 
e; 


2 
1 
7 


‘enh 


ue 
ri 


Ss; 


ne 


265678432 
918602 92011 


265678350 
6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
265678316 


219878122 


219857619 


219857511 
6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
505442 Bacteria_16S 
frigidicarnis str 
frigidicarnis Bac 
505442 Bacteria_16S 
aminophilus strai 
aminophilus Bacte 


219857288 


219857285 
ia; 


219857119 


19857113 


219846899 
3034695 30361 


219846821 


219846805 
219846719 
complete sequence 3302462 33040 
219846593 
219846149 
4104804 41063 


219846140 
4115405 41168 


ref |NR_028734.1 


Gordoniacea 
NR_028652.1 


bacterineae; 


ref 
bacterineae; Nocardiacea 
ref |NR_028618.1 
nce 1089685 109113 
Actinomycetales; Strept 


ref |NR_025261.1 
20991 


Prop 


e 
es; ionibacterineae; 
ref |NR_025208.1 
equence 2173451 217485 


Actinomycetales; Coryne 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024916.1 

2573428 257495 
ovibrionales; De 


bacterin 


quence 
ales; Cl 
nce 

; Desulf 
ref|NR_024747.1 
sequence 2795622 279709 
Actinomycetales; Micro 


ref|NR_024741.1 
2804752 280622 
cetales; Micromo 


sequence 
Actinomy 


ref|NR_026491.1 


ostridium. 
ref |NR_026413.1 
3150676 315218 


fovibrionales; D 


nce 
a; Desul 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026311.1 
04 Salinicoccus 


31735 
Thermoa 


ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_025739.1 
11 Paenibacillus 


34734 
bacterin 


ref|NR_025730.1 


38 2100621 Nocard 


Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Clostridium 
8 Clostridium 
ostridium. 

Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Actinoplanes 
4 Actinoplanes 


monosporineae; 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Salinicoccus roseus 


v 


roseus Bacteria; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Paenibacillus lactis 
lactis Bacteria; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
4231286 4231399 1 116 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
ubsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
ptococcaceae; Desulfotomaculum. 
433593 433714 1 124 gi|265678766|ref|NR_029071.1| Paenibacillus 
GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
453617 453740 1 124 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
lales; Macrococcus. 
714719 714842 1 124 gi|265678573|ref|NR_028878.1| Mycobacterium 


505442 Bacteria_16S 


botniense strain E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


713359 714869 Mycoba 


cterium botniense 


505442 Bacteria_16S 
koreensis strain 
Bacteria; 
505442 Bacteria_16S 
strain MK27-91F2 


505442 Bacteria_16S 
Bacteria; 
505442 Bacteria_16S 
strain DSM 44222 


505442 Bacteria_16S 


Firmicutes; 


Firmicutes; 


899831 899952 1 
YC300 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacillales; 
1574869 1574992 1 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
1690668 1690791 1 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 
Bacillales; Planococcaceae; 
1728874 1728997 1 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
2115716 2115839 1 


124 


124 


124 


124 


124 


strain TF-9 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
505442 Bacteria_16S 


lales; 


Planococcaceae; 
2267524 2267647 1 


Planococcus. 
124 


strain SK-1 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
505442 Bacteria_16S 


lales; 


Bacillaceae; 
2644001 2644121 1 


Geobacillus. 


124 


gi|265678445|ref|NR_028747.1| Paenibacillus 
898427 899962 Paenibacillus koreensis 

Paenibacillus. 

gi|219856868|ref|NR_024687.1| Umezawaea tangerina 


gi 


gi 


gi 


2114343 21158 


gi 


2266147 22676 


gi 


219878414 


219878389 


219857658 


219857555 


219857229 


campinasensis strain 324 16S ribosomal RNA, partial sequence 


campinasensis Bacteria; 


505442 Bacteria_16S 


Nocardioidaceae; 
505442 Bacteria_16S 
cineracea strain 


Streptomycetaceae; 
505442 Bacteria_16S 


Bacteria; 
505442 Bacteria_16S 


Incertae Sedis; 
505442 Bacteria_16S 
inositola DSM 438 


Micromonospora. 
505442 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 
505442 Bacteria_16S 


thermocopriae Bacteria; 


Thermoanaerobacter. 
505442 Bacteria_16S 
hispanicus strain 
hispanicus Bacteria; 
505442 Bacteria_16S 


Firmicutes; Bacil 
505442 Bacteria_16S 


505442 Bacteria_16S 


Firmicutes; 


lales; 


3493076 3493199 1 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Bacillales; 
3323539 3323660 1 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial 
aotearoense Bacteria; Firmicutes; 
Thermoanaerobacterium. 
3344773 3344896 1 
19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Firmicutes; 
2657531 2657653 1 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 
2843913 2844032 1 
SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 
3002812 3002933 1 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacillales; 


Clostridia; 


3882142 3882263 1 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


4225250 4225373 1 


Firmicutes; 


Bacillales; 


502691 502807 1 
strain Sd/3 16S ribosomal RNA, partial sequence 


Bacillaceae; 


3031444 3031559 1 
strain I50 16S ribosomal RNA, partial sequence 


30163 


30285 


1 


124 


120 


124 


124 


124 


124 


124 


124 


119 


Bacillus. 


118 


125 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


501307 50281 


gi 


3030089 30315 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


gi 


Paenibacillaceae; 


219857219 


219856895 


complete sequence 


219846922 


219846704 


219846688 


219846581 


sequence 


219846308 


Thermoanaerobacterales; 


219846055 


DSM 5352 16S ribosomal RNA, partial sequence 
Salinicoccus. 


265678717 


219846903 


265679044 


amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 
Lactobacillales; 
958650 958767 1 


amylolyticus Bacteria; 


505442 Bacteria_16S 


caldoxylosilyticus strain $1812 16S ribosomal RNA, part 
caldoxylosilyticus Bacteria; 


505442 Bacteria_16S 
strain DSM 6736 1 
Firmicutes; 
505442 Bacteria_16S 


atramentaria Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
505442 Bacteria_16S 


longreachensis strain 16910a 16S ribosomal RNA, complete sequence 


Clostridia; 


Firmicutes; 


Firmicutes; 


3529365 3529487 1 


3734090 37341711 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 


Actinomadura. 


11710 


11833 


1 


118 


Bacillales; 
125 


Clostridiacea 
82 


125 


Lac 


gi 


265678406 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiales; 


16892 
Planococcus. 


sequence 
Actinomycetales; 


inomycetales; 


30014 
Brevibacillus. 


sequence 3322195 33236 


Thermoanaerobacterales; 


33434 
Micromonosporineae; 


Actinomycetales; 


elotrichaceae. 


tobacillaceae; 


ial sequence 957258 95877 


00 Umezawaea tangerina Bacteria; 
Actinosynnemataceae; Umezawaea. 
ref|NR_025553.1] Planococcus 

86 1690816 Planococcus rifietoensis 


Mycobacterium pulveris 
pulveris Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_025247.1| Planococcus maritimus 
49 Planococcus maritimus Bacteria; 


ref|NR_025528.1 
13 Mycobacterium 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


ref|NR_024857.1| Paenibacillus 
2642624 2644131 Paenibacillus 

Paenibacillus. 

ref|NR_024847.1| Nocardioides 


2656189 2657663 Nocardioides 
Propionibacterineae; 


ref|NR_024714.1| Kitasatospora 
2842551 2844065 Kitasatospora 
Streptomycineae; 


ref|NR_026514.1| Brevibacillus 

33 3002946 Brevibacillus thermoruber 
ref|NR_026296.1| Thermoanaerobacterium 
72 Thermoanaerobacterium 
Thermoanaerobacterales Family III. 


ref|NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 
Micromonosporaceae; 


ref|NR_026173.1| Mycobacterium 
3491744 3493209 Mycobacterium 
Corynebacterineae; 


Thermoanaerobacter 
7 Thermoanaerobacter 
Thermoanaerobacteraceae; 


ref|NR_025898.1 
3880766 388228 


Salinicoccus 
3 Salinicoccus 


ref|NR_025645.1 
4223876 422538 


ref|NR_029022.1| Bacillus indicus 
1 Bacillus indicus Bacteria; 


ref|NR_026495.1| Clostridium cocleatum 
77 Clostridium cocleatum Bacteria; 


ref |NR_029352.1| Lactobacillus 
28769 30312 Lactobacillus 
Lactobacillus. 
ref|NR_028708.1| Geobacillus 
3 Geobacillus 


Bacillaceae; Geobacillus. 

gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 

e; Clostridium. 

gi|219846412|ref|NR_026003.1| Actinomadura 


gi 


265679056 


Actinomycetales; 


3732782 3734190 Actinomadura 
Streptosporangineae; 


Desulfovibrio 
Desulfovibrio 


ref|NR_029364.1 
10342 11910 


gi|219878294 
sequence 
gi|219878293 
18612 
219878292 
18627 
gi|219878291 
sequence 
gi|219878290 
18659 
gi|219878289 
sequence 
gi|219878288 
18689 
219878287 
18719 
219878286 
18720 
gi|219878285 
sequence 
gi|219878284 
18749 
gi|219878283 
sequence 

i | 219878282 
18780 
219878279 
18795 
219878278 
18811 
219878277 
18827 
219878276 
18843 
gi|219878274 
sequence 
gi|219878273 
18874 
219878272 
18889 
219878270 
18905 
gi|219878269 
sequence 
gi|219878268 
sequence 
gi|219878267 
18951 
219878265 
18967 
gi|219878264 
sequence 
gi|219878263 
sequence 
gi|219878262 
sequence 
gi|219878261 
19040 
219878260 
19040 
219878259 
19054 
219878258 
19068 
gi|219878257 
sequence 
gi|219878256 
sequence 
gi|219878255 
19113 
gi|219878253 
sequence 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


ref |NR_025433.1 

1859752 186123 
ref |NR_025432.1 
84 1862720 
ref|NR_025431.1 
71 1864302 
ref|NR_025430.1 

1864353 186588 
ref|NR_025429.1 
35 1867442 
ref|NR_025428.1 

1867493 186885 
ref|NR_025427.1 
09 1870393 
ref|NR_025426.1 
75 
ref|NR_025425.1 
26 1873490 
ref|NR_025424.1 

1873541 187493 
ref|NR_025423.1 
87 1876454 
ref|NR_025422.1 
1876505 187800 
ref|NR_025421.1 
60 1879547 
ref|NR_025418.1 
98 1881131 
ref|NR_025417.1 
82 1882705 
ref|NR_025416.1 
56 1884288 
ref|NR_025415.1 
39 1885866 
ref 


NR_025412.1 
72 1888937 
ref|NR_025411.1 
88 1890453 
ref|NR_025409.1 
04 1891989 
ref|NR_025408.1 

1892040 189352 
ref|NR_025407.1 

1893578 189509 
ref|NR_025406.1 
45 1896659 
ref|NR_025404.1 
10 1898230 
ref |NR_025403.1 

1898281 189975 
ref |NR_025402.1 
1899804 190110 
ref|NR_025401.1 

1901160 190257 
ref|NR_025400.1 
30 
ref|NR_025399.1 
81 1905405 
ref|NR_025398.1 
56 1906817 
ref |NR_025397.1 
68 1908267 
ref|NR_025396.1 
1908318 190981 
NR_025395.1 

1909867 191128 
ref|NR_025394.1 
33 1912821 


ref |NR_025392.1 
1912872 191431 


Alteromonas stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
3 


Oleiphilus messinensis strain ME102 16S ribosomal RNA, partial sequence 


Chromohalobacter israelensis strain Bal 16S ribosomal RNA, partial sequence 
Chromohalobacter canadensis strain ATCC 43984 16S ribosomal RNA, partial 


4 


Asanoa ishikariensis strain IMSNU 22004 16S ribosomal RNA, partial sequence 


Chelatococcus asaccharovorans strain TE2 16S ribosomal RNA, partial 
dati polaris strain LMG 21857 16S ribosomal RNA, partial sequence 
Geobacillus vulcani strain 3S-1 16S ribosomal RNA, partial sequence 1870444 
Acinetobacter parvus strain LUH4616 16S ribosomal RNA, partial sequence 
Arthrobacter nasiphocae strain M597/99/10 16S ribosomal RNA, partial 
ee pittmaniae strain HK85 16S ribosomal RNA, partial sequence 
Nocardiopsis halotolerans strain DSM 44410 16S ribosomal RNA, partial 
| PaReeees thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 
Propionispora vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 
Sporomusa sphaeroides strain DSM 2875 16S ribosomal RNA, partial sequence 
Sporomusa malonica strain DSM 5090 16S ribosomal RNA, partial sequence 
Sporomusa acidovorans strain DSM 3132 16S ribosomal RNA, partial sequence 
Saccharomonospora halophila strain DSM 44411 16S ribosomal RNA, partial 
Acinetobacter schindleri strain LUH5832 16S ribosomal RNA, partial sequence 
Mesorhizobium chacoense strain PR5 16S ribosomal RNA, partial sequence 
Bacillus psychrodurans strain DSM 11713 16S ribosomal RNA, partial sequence 
Bacillus psychrotolerans strain DSM 11706 16S ribosomal RNA, partial 
Desulfomicrobium norvegicum strain DSM 1741 16S ribosomal RNA, partial 
r hauensaneeas biacutus strain DSM 5651 16S ribosomal RNA, partial sequence 
Bordetella trematum strain DSM 11334 16S ribosomal RNA, partial sequence 
Brackiella oedipodis strain LMG 1945, R8846 16S ribosomal RNA, partial 
oe ene humiphilum strain DSM 12362 16S ribosomal RNA, partial 
en ees suimastitidis strain CCUG 39276 16S ribosomal RNA, partial 
pateaaee miroungae CIP 106764 16S ribosomal RNA, partial sequence 1902626 
Thioalkalicoccus limnaeus strain A26 16S ribosomal RNA, partial sequence 
Hymenobacter aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 
Actinomyces catuli strain CCUG 41709 16S ribosomal RNA, partial sequence 
Aerococcus sanguinicola strain CCUG 43001 16S ribosomal RNA, partial 
Vades anata marimammalium strain CCUG 41710 16S ribosomal RNA, partial 


2 
Ureibacillus terrenus strain DSM 12654 16S ribosomal RNA, partial sequence 


Acinetobacter ursingii strain LUH 3792Type 16S ribosomal RNA, partial 
0 


longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


505442 Bacteria_16S 116576 116700 1 124 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

505442 Bacteria_16S 399465 399589 1 124 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

505442 Bacteria_16S 415126 415248 1 125 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

505442 Bacteria_16S 479435 479559 1 124 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 


brisbanense Bacte 


Mycobacteriaceae; 
505442 Bacteria_ 


pyrenivorans stra 
pyrenivorans Bact 


Mycobacteriaceae; 


505442 Bacteria_1 
holsaticum strain 


eria; Actinobacteria; Actinobacteridae; 


Mycobacterium. 
6S 618166 618290 1 124 gi 
1406 16S ribosomal RNA, partial seque 


265678640 
nce 


Actinomy 


ref 
61679 


ceta 


5 618320 Mycob 


les; Coryneb 
NR_028945.1 


a 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

16S 581690 581814 1 124 gi|265678665|ref|NR_028970.1| Mycobacterium 
in 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 


acterineae; 


Mycobacterium 
cterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

505442 Bacteria_16S 713160 713281 1 124 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
505442 Bacteria_16S 798004 798126 1 124 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

505442 Bacteria_16S 1039678 1039802 1 124 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

505442 Bacteria_16S 1041187 10413111 124 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

505442 Bacteria_16S 1045841 1045965 1 124 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

505442 Bacteria_16S 1148457 1148581 1 124 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

505442 Bacteria_16S 1236199 1236323 1 124 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

505442 Bacteria_16S 1266234 1266356 1 125 gi|219846539|ref|NR_026131.1] Clostridium grantii Al 


16S ribosomal RNA, partial sequence 


Clostridia; Clost 


505442 Bacteria_16S 


paranensis strain 
paranensis Bacter 
Streptomycetaceae 


505442 Bacteria_16S 


terrestris strain 
terrestris Bacter 
Streptomycetaceae 


505442 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


505442 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


505442 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


505442 Bacteria_16S 


strain ATCC 19422 


Mycobacterium; My 


ridiales; Clostridiaceae; Clostridium. 
1556903 1557024 1 124 gi 
HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

1558397 1558518 1 124 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
1727335 1727459 1 124 gi 
DSM 44223 16S ribosomal RNA, partial s 


Ac 


Ac 


’ 


Mycobacterium. 

1731923 1732047 1 124 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

2022586 2022710 1 125 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2135395 2135516 1 124 gi 
16S ribosomal RNA, partial sequence 


s 


te. 


cobacterium tuberculosis complex. 


219846194 
eq 


219846193 
eq 


219878390 
eq 
a; Actinobacteria; Actinobacteridae; Act 
219878387 


Actinomyc 


219878181 


ref 
uence 
tinomycetale 
ref 
uence 
tinomycetale 
ref 
uence 
inomycetales 
ref 
equence 
etal 


ref 
20212 


rales; Caulo 


219857645 


ref 


1555586 15570 


1557082 15585 


1725987 17274 


1730570 17320 


81 2022719 Caulo 


NR_025784.1 
3 
s; Streptomy 
NR_025783.1 
2 
s; Streptomy 
NR_025529.1 
7 
ae 


; Corynebac 


NR_025526.1 
6 
es; Coryneba 
NR_025320.1 

b 
bacteraceae; 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 


NR_025234.1 


Mycobacterium microti 


2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


505442 Bacteria_16S 
strain IMMIB D-15 


505442 Bacteria_16S 
pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 
505442 Bacteria_16S 
strain DNP505 16S 


505442 Bacteria_16S 
wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 
505442 Bacteria_16S 
flavithermus stra 
flavithermus Bacteria; 
505442 Bacteria_16S 

sartagoforme stra 
sartagoforme Bacteria; 
505442 Bacteria_16S 

strain DSM 44140 


505442 Bacteria_16S 
strain DSM 43205 


505442 Bacteria_16S 
strain ATCC 43910 


2384081 2384205 1 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


2422368 2422492 1 


rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 


2497645 2497769 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


2987495 2987619 1 


train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 


2999675 2999798 1 


in DSM 2641 16S ribosomal RNA, partial 


Firmicutes; 
3037561 3037685 1 


in DSM 1292 16S ribosomal RNA, partial 


Firmicutes; 
3322018 3322142 1 


3473262 3473386 1 


3637356 3637480 1 


16S ribosomal RNA, partial sequence 


124 gi 


ne. 
124 gi 
ae 


124 gi 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne. 
124 gi 
ne. 


124 gi 


219857471 


219857445 
eq 


219857385 
2496307 24977 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
219846481 


ref 
23827 
bacterineae; 
ref 
uence 


Actino: 


’ 


ref 


bacterineae; 


ref 
bacterineae; 
ref 


36360 


52 2384208 Nocar 


2421026 24225 
myce 


02 3637503 Mycob 


NR_025059.1 


Nocardiace 
NR_025033.1 
0 
tales; Cory 


NR_024973.1 


Gordoniacea 
NR_026186.1 


Nocardiacea 
NR_026073.1 
a 


d 
a 


n 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 

Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


nebacterineae; Nocardiaceae; Rhodococcus. 
124 gi|219846932|ref|NR_026524.1| Rhodococcus 
artial sequence 2986156 2987629 Rhodococcus 
dae; Actinomycetales; Corynebacterineae; 
124 gi|219846924|ref|NR_026516.1| Anoxybacillus 
sequence 2998293 2999816 Anoxybacillus 
Bacillales; Bacillaceae; Anoxybacillus. 
125 gi|219846898|ref|NR_026490.1| Clostridium 
sequence 3036217 3037686 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
124 gi|219846705|ref|NR_026297.1| Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Mycobacterium duvalii 
cterium duvalii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
505442 Bacteria_16S 3918602 3918726 1 124 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 
505442 Bacteria_16S 4039796 4039920 1 124 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
505442 Bacteria_16S 4209980 4210101 1 124 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
505442 Bacteria_16S 24039 24160 1 124 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
505442 Bacteria_16S 376497 376618 1 124 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
505442 Bacteria_16S 378065 378188 1 124 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
505442 Bacteria_16S 436706 436828 1 124 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
505442 Bacteria_16S 480984 481106 1 124 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
505442 Bacteria_16S 790336 790458 1 124 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
505442 Bacteria_16S 1019783 1019906 1 124 gi| 265678365 |ref|NR_028667.1| Staphylococcus 
succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
505442 Bacteria_16S 1031990 1032112 1 124 gi|265678357|ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
505442 Bacteria_16S 1048910 1049032 1 124 gi| 265678346 |ref|NR_028648.1| Micromonospora eburnea 


strain LK2-10 16S ribosomal RNA, partial sequence 


1047573 1049049 Micromonospora eburnea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


505442 Bacteria_16S 
strain NAFO0O1 16S 
Firmicutes; Bacillales; 
505442 Bacteria_16S 

psychrophilus str 
psychrophilus Bacteria; 
505442 Bacteria_16S 


1081851 1081974 1 


Bacillaceae; 
1285707 1285830 1 


Firmicutes; 
1452714 1452836 1 


endolithica strain AA459 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


endolithica Bacte 
Micromonosporaceae; Micromonospora. 
505442 Bacteria_16S 1790958 1791080 1 


carmonensis strain LMG 20964 16S ribosomal RNA, partial 
Bacillales; 


carmonensis Bacteria; 
505442 Bacteria_16S 

necropolis strain 
necropolis Bacteria; 
505442 Bacteria_16S 
strain IMSNU 2200 


Firmicutes; 
1804729 1804851 1 


Firmicutes; 
1867293 1867415 1 


505442 Bacteria_16S 
smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; Mycobacterium. 
505442 Bacteria_16S 2399243 2399366 1 
aquimarina strain 
Bacteria; Firmicutes; 
505442 Bacteria_16S 
strain ATCC 43198 
Firmicutes; Lactobacillales; 
505442 Bacteria_16S 
strain SEBR 4211 
Firmicutes; Clostridia; 
505442 Bacteria_16S 
halotolerans stra 
Bacteria; Firmicutes; 
505442 Bacteria_16S 
minutisporangium 


2034550 2034672 1 


Bacillales; 
2591761 2591882 1 
2616434 2616557 1 


Clostridiales; 
2628719 2628841 1 


Bacillales; 
2798481 2798604 1 


LMG 19488 16S ribosomal RNA, 
Bacillales; 


ribosomal RNA, partial sequence 


ain YKJ-115 16S ribosomal RNA, partial 


124 gi| 265678322 
1080469 10819 
Bacillus. 
124 gi| 219846054 
sequence 
Bacillales; Jeotgalicoccus. 
124 gi| 224581419 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


ATCC 19420 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


ref |NR_025644.1 
1284334 128584 


Jeotgalicoccus 
0 Jeotgalicoccus 


ref |NR_027200.1 
1451367 145284 


Micromonospora 
3 Micromonospora 


Actinomycetales; Micromonosporineae; 
124 gi|219878342|ref|NR_025481.1| Virgibacillus 
sequence 1789570 1791087 Virgibacillus 
Bacillaceae; Virgibacillus. 
124 gi|219878333|ref|NR_025472.1| Virgibacillus 
complete sequence 1803341 1804862 Virgibacillus 
Bacillaceae; Virgibacillus. 
124 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
1865935 1867442 Asanoa ishikariensis Bacteria; 
neae; Micromonosporaceae; Asanoa. 
124 gi|219878172|ref|NR_025311.1| Mycobacterium 
sequence 2033216 2034702 Mycobacterium 
inomycetales; Corynebacterineae; 
124 gi|219857461|ref|NR_025049.1| Sporosarcina 


124 


124 


124 


124 


SW28 16S ribosomal RNA, partial sequenc 


Planococcaceae; Sporo 


gi 


16S ribosomal RNA, partial sequence 


Enterococcaceae; Enterococ 


gi 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fami 


gi 


in NN 16S ribosomal RNA, partial seque 


Bacillaceae; Gracilib 


gi 


strain IFO 15962 16S ribosomal RNA, part 


e 23978 
sarcina. 
219857274 
25903 
cus. 
219857255 


ly XII. 
219857246 
nce 26273 
acillus. 

219857118 
ial sequ 


69 2399376 Sporosarcina aquimarina 


ref|NR_024905.1] Enterococcus cecorum 
79 2591887 Enterococcus cecorum Bacteria; 
ref|NR_024886.1| Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024876.1| Gracilibacillus 

22 2628862 Gracilibacillus halotolerans 


ref 
ence 


Cryptosporangium 
5 2798614 


NR_024746.1 
279714 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 
505442 Bacteria_16S 


2943431 2943553 1 


ochraceum strain YU655-43 16S ribosomal RNA, partial sequ 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Act 


Micromonosporaceae; Virgisporangium. 
505442 Bacteria_16S 2985973 2986095 1 


strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


505442 Bacteria_16S 
strain DSM 3670 1 
Firmicutes; Bacillales; 
505442 Bacteria_16S 


3001247 30013701 


Bacillaceae; 
3122008 3122129 1 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial s 


oxalivorans Bacteria; 
505442 Bacteria_16S 

oxalaticus strain 
Bacteria; Firmicutes; 
505442 Bacteria_16S 

strain 2045-94 16 
Firmicutes; Bacil 
505442 Bacteria_16S 
strain DSM 10022 
Firmicutes; Clostridia; Clostridiales; 
505442 Bacteria_16S 3341727 3341849 1 
DSM 803 16S ribos 


Firmicutes; 
3123555 3123676 1 


Bacillales; 
3142989 31431111 


3231002 3231123 1 
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2942098 294356 
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porineae; 


ref|NR_026525.1| Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


124 gi|219846841|ref|NR_026433.1]| Ammoniphilus 
equence 3120644 3122140 Ammoniphilus 
Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
124 gi|219846840|ref|NR_026432.1]| Ammoniphilus 
RAOx1 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
124 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
3141609 3143118 Gemella sanguinis Bacteria; 
Incertae Sedis; Gemella. 
124 gi|219846767|ref|NR_026359.1| Peptoniphilus ivorii 


30 Peptoniphilus ivorii Bacteria; 
Peptoniphilus. 
NR_026282.1| Micromonospora rosaria 
spora rosaria Bacteria; 
Micromonosporaceae; 
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ref |NR_026098.1| Dolosigranulum pigrum 
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ref Mahella australiensis 
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Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 


Mahella. 


Incertae Sedis; 


505442 Bacteria_16S 4193495 4193616 1 124 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

505442 Bacteria_16S 1559891 1559973 1 83 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

505442 Bacteria_16S 2819677 2819759 1 83 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

505442 Bacteria_16S 3731172 3731254 1 83 gi|219846414|ref|NR_026005.1| Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 

505442 Bacteria_16S 243487 243611 1 124 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

505442 Bacteria_16S 1510074 1510199 1 125 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
505442 Bacteria_16S 1707591 1707715 1 125 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 2614861 2614983 1 125 gi| 219857256 |ref|NR_024887.1| Desulfovibrio senezii 
strain CVL 16S ribosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

505442 Bacteria_16S 2818166 2818281 1 T18 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

505442 Bacteria_16S 22494 22616 1 124 gi| 265679049 |ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

505442 Bacteria_16S 40573 40695 1 124 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

505442 Bacteria_16S 212818 212942 1 125 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 405679 405803 1 124 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

505442 Bacteria_16S 545267 545391 1 124 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

505442 Bacteria_16S 778090 778214 1 124 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

505442 Bacteria_16S 918399 918523 1 124 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

505442 Bacteria_16S 933841 933963 1 125 gi|265678423|ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

505442 Bacteria_16S 1183306 1183427 1 124 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
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3477846 3477970 1 124 gi| 219846591 |ref|NR_026183.1] Rhodococcus 
ain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
dococcus. 

4063841 4063962 1 124 gi|219846177|ref|NR_025767.1| Mycobacterium 
n UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

74095 74218 1 124 gi|265679015|ref|NR_029323.1| Pseudonocardia 
train 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 

93445 93566 1 124 gi|265679001|ref|NR_029309.1| Geovibrio 
ain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 
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S ribosomal RNA, 
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505442 Bacteria_16S 470248 470362 1 116 gi|265678738|ref|NR_029043.1 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

505442 Bacteria_16S 625573 625695 1 124 gi|265678635|ref|NR_028940.1 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
505442 Bacteria_16S 666642 666729 1 88 gi|265678605|ref|NR_028910.1 
strain WoG13 16S ribosomal RNA, partial sequence 665236 66673 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

505442 Bacteria_16S 765783 765904 1 124 gi|265678536|ref|NR_028840.1 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuo 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
505442 Bacteria_16S 913689 913812 1 124 gi| 265678436 |ref|NR_028738.1 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Actinosynnemataceae; Lechevalieria. 

505442 Bacteria_16S 1139387 11395101 124 gi|253680764|ref|NR_028012.1 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
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505442 Bacteria_16S 1479948 1480070 1 124 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

505442 Bacteria_16S 1522004 1522126 1 124 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

505442 Bacteria_16S 1532716 1532834 1 120 gi| 219857427 |ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
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Clostridium 

3 Clostridium 
ostridium. 
Thermohalobacter 
halobacter berrensis 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Verrucosispora 

7 Verrucosispora 
nosporineae; 


ref |NR_026355.1 


Streptomyces 


griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 


griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


Strept 


omycineae; 


505442 Bacteria_16S 


3325073 3325195 1 


124 gi 


219846702 


vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 


vinaceum Bacteria; 


505442 Bacteria_16S 
fulvum strain DSM 


Dactylosporangium. 
505442 Bacteria_16S 
strain DSM 43040 


505442 Bacteria_16S 
aurantiaca DSM 43 


Micromonospora. 
505442 Bacteria_16S 
termitidis strain 


Desulfovibrio. 
505442 Bacteria_16S 
strain DSM 44015 


505442 Bacteria_16S 
strain DSM 20138 


505442 Bacteria_16S 
histidinolovorans 
histidinolovorans 


3331169 33312911 
16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
3346301 3346423 1 
813 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3379963 3380085 1 
DSM 5308 16S ribosomal RNA, partial sequence 
termitidis Bacteria; Proteobacteria; Deltaproteobacteri 


3381491 3381613 1 
16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
3404157 3404279 1 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
3405687 3405809 1 
strain DSM 20115 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


505442 Bacteria_16S 
strain DSM 20116 


505442 Bacteria_16S 
bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 
505442 Bacteria_16S 


505442 Bacteria_16S 


3407214 3407336 1 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
3664949 3665071 1 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
4112227 4112349 1 
strain DSA1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
4158310 4158431 1 


124 gi 


124 gi 


124 gi 


125 gi 


124 gi 
complete sequence 


124 gi 


124 gi 


124 gi 


124 gi 


124 gi 


124 gi 


Actinobacteria; Actinobacteridae; Actinomyceta 
Micromonosporaceae; Dactylosporangium. 
3329640 3329762 1 
43917 16S ribosomal RNA, partial sequence 33282 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846699 


219846698 


219846687 


219846663 


a; 


219846662 


219846643 


219846642 


219846641 


219846462 
equence 


219846144 


4110861 41123 


219846109 


chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 


chrysopicola Bacteria; 


505442 Bacteria_16S 


Tenericutes; Mollicutes; 
4219143 42192651 


Entomop 


124 gi 


la 
219846062 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae 

Actinomadura. 
105850 105931 1 

wiegelii strain Rt8.Bl 16S ribosomal RNA, partial seque 


Thermomonosporaceae; 
505442 Bacteria_16S 


Bacteria; Firmicutes; 
505442 Bacteria_16S 
505442 Bacteria_16S 
505442 Bacteria_16S 
strain I-132 16S 


505442 Bacteria_16S 
strain I-273 16S 


505442 Bacteria_16S 
strain JCM 9373 1 


Planomonospora. 
505442 Bacteria_16S 
strain JCM 3166 1 


Planobispora. 
505442 Bacteria_16S 


Clostridia; 


226489 226571 1 
strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
796429 796551 1 
ferriphilum strain P3a 16S ribosomal RNA, partial seque 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; L 
1115194 1115276 1 
ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
1116720 1116802 1 
ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
2754839 2754921 1 
6S ribosomal RNA, partial sequence 2753496 27549 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2821170 2821252 1 
6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2896391 2896473 1 
strain CM-01 16S ribosomal RNA, partial sequence 


83 gi 


Thermoanaerobacterale 
83 gi 


123 gi 


83 gi 


Kine 


83 gi 


Kine 
83 gi 
Stre 
83 gi 


Stre 


265678993 
nce 
S; 

265678912 


225125 22658 


1113840 11153 


265678298 


1115364 11168 
osporiineae; 


219857150 


219856910 


pt 


83 gi 


219856859 


Micromonosporineae; 


omonosporineae Hi 


33449 
Micromonosporineae; 


Desulfovibrionales; 


33801 
Corynebacterineae; 


Act 


inomycetales; 


smatales; 


; Actinomyceta 


10448 
Thermoanaerobacteraceae; 


nebacterineae; 


osporiineae; 


ptosporangineae; 


osporangineae; 


ref|NR_026294.1| Dactylosporangium 
3323723 3325198 Dactylosporangium 
les; Micromonosporineae; 


Dactylosporangium 
losporangium fulvum 
Micromonosporaceae; 


ref|NR_026291.1 
90 3329764 Dacty 


ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
Micromonosporaceae; Pilimelia. 
ref|NR_026279.1| Micromonospora 

50 3346425 Micromonospora aurantiaca 
Micromonosporaceae; 


ref|NR_026255.1| Desulfovibrio 
3378593 3380098 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_026254.1| Gordonia hydrophobica 
49 3381618 Gordonia hydrophobica 
Gordoniaceae; Gordonia. 
ref|NR_026235.1| Arthrobacter ilicis 
85 Arthrobacter ilicis Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


Arthrobacter aurescens 
aurescens Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_026054.1| Mycobacterium 

3663577 3665092 Mycobacterium 
Corynebacterineae; 


ref|NR_026233.1 
45 Arthrobacter 


ref|NR_025734.1| Kribbella solani 
76 Kribbella solani Bacteria; 
Nocardioidaceae; Kribbella. 
ref|NR_025699.1| Spiroplasma 
4156944 4158458 Spiroplasma 
Spiroplasmataceae; Spiroplasma. 
ref|NR_025652.1| Actinomadura 

4217823 4219291 Actinomadura 
les; Streptosporangineae; 


ref|NR_029301.1| Thermoanaerobacter 

6 105949 Thermoanaerobacter wiegelii 
Thermoanaerobacter. 
ref|NR_029220.1| Mycobacterium chitae 
1 Mycobacterium chitae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


265678515 |ref|NR_028818.1| Leptospirillum 

nce 795040 796555 Leptospirillum ferriphilum 
eptospirillum. 

265678299|ref|NR_028600.1| Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
Kineosporiaceae; Kineosporia. 
ref|NR_028599.1| Kineosporia succinea 
39 Kineosporia succinea Bacteria; 
Kineosporiaceae; Kineosporia. 
ref|NR_024778.1| Planomonospora 
39 Planomonospora alba Bacteria; 
Streptosporangiaceae; 


alba 


Planobispora rosea 
rosea Bacteria; 
Streptosporangiaceae; 


ref|NR_024731.1 
70 Planobispora 


ref|NR_024678.1| Mycetocola saprophilus 


2895048 2896491 Mycetocola saprophilus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 


505442 Bacteria_ 
halophilus strain 
halophilus Bacter 
505442 Bacteria_ 
philippinensis st 
philippinensis Ba 
Micromonosporacea 
505442 Bacteria_ 


strain IFO 14097 


strain IFO 14345 


strain V 5-2 16S 
Firmicutes; 


Firmicutes; 


strain DSM 20285 
Firmicutes; 


strain TMW 1.666 
Bacteria; 


strain LMG 12370 
Firmicutes; 


Nocardioidaceae; 


505442 Bacteria_ 


strain DSM 40089 


Tsukamurella. 


505442 Bacteria_ 
strain NCTC 279 1 
Clost 
505442 Bacteria_ 
proteoclasticum s 
proteoclasticum B 
505442 Bacteria_ 
H 1 16S ribosomal 
Clost 
505442 Bacteria_ 


Firmicutes; 


Clostridia; 


strain IFM 10084 


Bacteria; 


Bacteria; 


Clost 
505442 Bacteria_ 
strain 19glyl 16S 
Clost 
505442 Bacteria_ 


Lacto 
505442 Bacteria_ 


Firmicu 
505442 Bacteria_ 


Bacil 
505442 Bacteria_ 
strain SJS0289-JS 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
505442 Bacteria_ 
aurantiacus strai 
aurantiacus Bacte 


16S 3739940 3740022 1 83 gi 


16S 4173620 41737451 124 


gi 
acteria; Firmicutes; Clostridia; 
16S 154544 154664 1 124 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 727202 727317 1 118 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
16S 1918895 19190171 125 gi 


gi 


bacillales; Lactobacillaceae; 
16S 1944814 1944936 1 125 gi 
16S ribosomal RNA, complete sequence 

tes; Lactobacillales; 


16S 2039179 2039300 1 124 


gi 
lales; Bacillaceae; Virgibacillus. 

16S 2907024 29071411 118 gi 
1 16S ribosomal RNA, partial sequence 
16S 


3013300 3013423 1 124 


gi 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 


16S 3485348 3485472 1 124 


gi 


16S 104308 104432 1 124 


gi 


16S 166849 166971 1 125 gi 
ridia; Clostridiales; Clostridiaceae; 
16S 272058 272180 1 125 gi 
train B316 16S ribosomal RNA, 
acteria; Firmicutes; Clostridia; 
16S 644017 644077 1 61 
RNA, partial sequence 
ridiales; Veillonellaceae; 


16S 1044285 1044408 1 


gi 


Sporomusa. 
124 gi 


16S 1366187 1366310 1 125 gi 


16S 1369369 1369491 1 
RS-1 16S ribosomal RNA, 


125 gi 


16S 1648021 1648143 1 125 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


505442 Bacteria_ 
DSM 5900 16S ribo 
Alphaproteobacter 
505442 Bacteria_ 


16S 1649518 1649640 1 125 gi 


16S 2165587 2165708 1 124 


gi 


Stre 


Stre 


train Met 79 16S ribosomal RNA, partia 
Clost 


Lactobacillaceae 


n BC361 16S ribosomal RNA, partial seq 


Stre 


21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


complete 
Clost 


in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


complete sequ 
acteria; Deltaproteobacteria; Desulfov 


16S 3361765 3361882 1 118 gi|219846676|ref|NR_026268.1 
DSM 20408 16S ribosomal RNA, partial sequence 3360383 336190 
ia; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

16S 3714753 3714835 1 83 gi| 219846427 |ref|NR_026018.1 
rain P-15 16S ribosomal RNA, partial sequence 3713443 371485 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
e; Actinoplanes. 

16S 3737014 3737096 1 83 gi|219846410|ref|NR_026001.1 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
505442 Bacteria_ 


pt 
219846408 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 
505442 Bacteria_ 
nitratireducens s 
nitratireducens B 
505442 Bacteria_ 


pt 
219846098 


ridiales; 
265678960 


153188 15467 


Oxobacter. 
265678564 


725825 72731 
Succinisp 


219878249 


16S ribosomal RNA, partial sequence 1917484 19190 
Pediococ 


cus. 
219878232 
19433 


, 


219878169 


16S ribosomal RNA, partial sequence 2037802 20393 


219856852 
29056 
ne 
219846915 
uence 


219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
505442 Bacteria_ 
strain IMMIB D-13 
Bacteria; Actinob 


265678994 
10297 
ales; 


265678952 


6S ribosomal RNA, partial sequence 165488 16699 
Clostridiu 


265678879 
sequence 

ridiales; 

265678622 


642624 644123 Sporo 


265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
505442 Bacteria_ 
hamburgensis stra 
Proteob 
505442 Bacteria_ 
magneticus strain 
Proteob 
505442 Bacteria_ 
strain DSM 5901 1 


228719040 
ence 13648 
les; 
228718692 
ence 13679 
ibrionales 
219878444 


6S ribosomal RNA, partial sequence 1646706 16481 
Acetobacte 


219878443 


somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae 


; Stella. 
219857625 


osporang 


osporang 


1 sequence 


Lactobac 


bacterin 


Actinomyc 


ptomycinea 


Cory 


nebacterin 


Brady 


inea 
ref 


e; Streptosp 
NR_025999.1 
ineae; Streptosp 
ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref |NR_029268.1 


ref|NR_028868.1 
9 Succinispira 
ira. 


ref|NR_025388.1 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025308.1 
07 Virgibacillus 


ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_026507.1 
3011945 301344 
etales; Propioni 


ref |NR_026178.1 
e; Streptomyceta 
ref |NR_029302.1 
6 104435 Tsuka 
nebacterineae; T 


ref |NR_029260.1 
m. 
ref|NR_029185.1 

270671 272189 
Lachnospiraceae; 
ref |NR_028927.1 
musa ovata Bacte 
ref|NR_028651.1 
eae; Nocardiacea 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_025583.1 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


Marinococcus 
2 Marinococcus 


Actinoplanes 
3 Actinoplanes 


monosporineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Garciella 

8 Garciella 

Garciella. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Succinispira mobilis 


mobilis Bacteria; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Virgibacillus proomii 
proomii Bacteria; 


Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Marmoricola 

1 Marmoricola 

bacterineae; 


Streptomyces galbus 


99 Streptomyces galbus Bacteria; 


ceae; Streptomyces. 
Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 


Clostridium 
Clostridium 
Butyrivibrio. 
Sporomusa ovata strain 
ria; Firmicutes; 


Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nitrobacter 

acter hamburgensis X14 
trobacter. 
Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


ref |NR_025214.1 


Mycobacterium marinum 


strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


505442 Bacteria_16S 
thermospinosispor 
thermospinosispor 
Streptomycetaceae; 
505442 Bacteria_16S 
strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 
505442 Bacteria_16S 
strain CCUG 43179 16S 
Bacteria; Firmicutes; 
505442 Bacteria_16S 
strain IFO 16295 


505442 Bacteria_16S 
carboxydohydrogen 
carboxydohydrogen 
505442 Bacteria_16S 
strain IFO 16068 


505442 Bacteria_16S 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae; 
505442 Bacteria_16S 
strain HKI 0136 1 


505442 Bacteria_16S 
magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 
505442 Bacteria_16S 
africanus strain 
africanus Bacteri 
Desulfovibrio. 

505442 Bacteria_16S 
coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 
505442 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae; 
505442 Bacteria_16S 
strain Pasteur II 
Firmicutes; Clost 
505442 Bacteria_16S 
strain 2585 16S r 
Firmicutes; Clost 
505442 Bacteria_16S 
G33 16S ribosomal 
Actinobacteridae; 
505442 Bacteria_16S 
thermoamylovorans 
thermoamylovorans 
505442 Bacteria_16S 
castelarensis str 
castelarensis Bac 
Streptomycetaceae; 
505442 Bacteria_16S 
nipponensis strai 
nipponensis Bacte 
Streptomycetaceae; 
505442 Bacteria_16S 
strain IDA1967 16 
Firmicutes; Bacil 
505442 Bacteria_16S 
strain B22P3 16S 


ibosomal RNA, 
ridia; 


2261299 2261425 1 


2306878 2307002 1 


2466181 2466305 1 
ribosomal RNA, 


Lactobacillales; 


2771407 2771530 1 


2860977 2861100 1 


2955516 2955640 1 


2981390 2981516 1 


3040609 3040733 1 


3199428 3199550 1 


3243254 3243378 1 


3349353 3349475 1 


3640452 3640578 1 


3711783 3711905 1 


Clostridiales; 
3720753 3720875 1 


Clostridiales; 
110320 110442 1 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


322085 322206 1 


Firmicutes; 
368990 369112 1 


374965 375045 1 


533054 533175 1 


Bacillaceae; Ba 
599610 599732 1 


124 


124 


in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 


125 


124 


125 


124 


124 


124 


125 


125 


124 


124 


125 


gi 


us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


gi 


compl 


gi 


complete sequence 
Lactobacillaceae 


gi 


gi 


a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 


gi 


gi 


rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


gi 


gi 


train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


gi 


DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


gi 


3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 


gi 


I 16S ribosomal RNA, partial sequence 
ridia; 


Clostridiaceae; 


125 


complete sequence 


gi 


3719395 37209 
Clostridiu 


Clostridiaceae; 


124 


108968 110448 Kocur 
ococcaceae 


124 


Bacillales; 
124 


83 


124 


S ribosomal RNA, partial sequence 
lales; 


cillus. 
124 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


505442 Bacteria_16S 


601140 601262 1 


124 


gi 


gi 


strain DKP 16S ribosomal RNA, partial 


Bacteria; Bac 


gi 


ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


gi 


n HKI 0315 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


gi 


219857559 
ia 
te. 


219857525 


v 


219857406 


v 


219857137 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 

219856884 
ar 
ob 
219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 
219846936 
quence 

ae 


, 


219846896 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 
219846789 
ia 
cteria; 
219846759 
quence 


, 


219846685 


ales; 
219846479 
re 


acteridae; 


219846429 


cl 
219846422 


265678989 


265678846 
sequence 
illaceae; 
265678809 
sequence 


265678805 
sequence 


265678697 


531745 53318 


gi 


265678653 


598291 59976 


Stre 


gi 


265678652 


cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 


cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


1 sequen 
ridae; Actin 


ete sequ 
Actinomy 


24647 
Lactobac 


bacterin 


tial seq 


acteria; 


bacterin 


Actino: 


bacterin 


1 sequen 
Rh 


Desulfov 


33480 


Micr 


ial sequ 


37104 
ostridiu 


Actinomyc 


ptomycinea 


ref 
ref 


ref 


ref 
eae; 
ref 
uenc 


ref 


eae; 
ref 


myce 
ref 


eae; 
ref 


odos 
ref 

ibri 
ref 

omon 
ref 
ence 
Act 


ref 


m. 
ref 


m. 
ref 
iav 
7 Ko 
ref 


Baci 
ref 


ref 
etal 


ref 


ref 


e; S 


ce 2259931 22614 
ence 


ceta 


63 2466330 Lacto 
illu 


Rhi 


2980041 29815 


ce 3198121 31995 


3241884 32433 


02 3349477 Micro: 


25 3711931 Clost 


320691 32223 


367645 36911 
e; Actinomycet 


373661 375050 


NR_025147.1 
5 
omycetales; 


NR_025113.1 

230551 
les; Coryne 
NR_024994.1 


Ss. 
NR_024765.1 


Nocardiace 
NR_024703.1 
e 285967 
zobiales; B 
NR_024639.1 


Gordoniacea 
NR_026528.1 
2 
p 


tales; Stre 


NR_026488.1 


Gordoniacea 
NR_026381.1 
6 
pirillales; 


NR_026351.1 
9 
u 


onales; Des 


NR_026277.1 
osporineae; 


NR_026071.1 
363910 
inomycetales 


NR_026020.1 
r 


NR_026013.1 


NR_029297.1 
arians Bacte 
curia. 
NR_029151.1 
4 
llus. 
NR_029114.1 
9 
t 


ales; Strep 


NR_029110.1 
es; Streptom 


NR_029002.1 


NR_028958.1 


treptomyceta 


ref 


b 


b 


xr 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Tsukamurella 
7 2307028 Tsukamurella 


acterineae; 


Lactobacillus mucosae 
acillus mucosae 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 
a 


e; Rhodococcus. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Streptomyces 

6 Streptomyces 

tomycineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Magnetospirillum 

3 Magnetospirillum 

Rhodospirillaceae; 


Desulfovibrio 
3 Desulfovibrio 


lfovibrionaceae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


’ 


Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Kocuria varians strain 
ria; Actinobacteria; 


Bacillus 
Bacillus 


Streptomyces 
Streptomyces 
omycineae; 


Kitasatospora 
Kitasatospora 


ycineae; 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Streptomyces javensis 


1 Streptomyces javensis Bacteria; 


ceae; Streptomyces. 


NR_028957.1 


Streptomyces 


599812 601293 Streptomyces 


Strep 


tomycineae; 


505442 Bacteria_16S 
melanosporofacien 
melanosporofacien 
Streptomycetaceae 
505442 Bacteria_16S 
intermedius strai 
Firmicu 
505442 Bacteria_16S 
strain Y9 16S rib 


Bacteria; 


n 1877 16S ribosomal RNA, partial sequ 


ence 91544 


tes; Lactobacillales; Streptococcaceae; Streptococcus; Streptoco 
964750 964872 1 124 gi| 265678402 |ref|NR_028704.1 
osomal RNA, partial sequence 963457 96488 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
505442 Bacteria_16S 1440588 14407101 124 gi|224581428|ref 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 14407 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
505442 Bacteria_16S 


strain CCM 132 16 


strain LMG 22166 
Firmicutes; 


strain LMG 22165 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain CCUG 47334 
Bacteria; 


albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 
505442 Bacteria_16S 
strain 6AG 16S ri 


Firmicutes; Bacil 


505442 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


505442 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


505442 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


505442 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


505442 Bacteria_16S 
spinosispora stra 


spinosispora Bact 
Pseudonocardiacea 


Bacil 
505442 Bacteria_16S 


Firmicu 


505442 Bacteria_16S 


Clost 
505442 Bacteria_16S 


1461664 1461786 1 124 
S ribosomal RNA, partial sequence 


gi 


1585550 1585672 1 124 


gi 


acteria; Actinobacteridae; Actinomycetal 


1689096 1689219 1 124 
bosomal RNA, partial sequence 


gi 


n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


ue 


1853531 1853654 1 124 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1859572 1859694 1 124 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 
1912697 1912820 1 


s 
da 


al 


’ 


124 gi 


505442 Bacteria_16S 


NRRL B-24104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
505442 Bacteria_16S 


strain K265 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
505442 Bacteria_16S 


ATcC 700122 16S r 
Actinobacteria; C 


505442 Bacteria_16S 


ribosomal RNA, partial sequence 


Pseudo 


2361346 2361469 1 124 gi 
ibosomal RNA, partial sequence 
Micr 


gi 


oc 
2520484 2520607 1 124 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; 
2720509 2720631 1 124 


Coriob 


gi 


donocardin 
224581412 
1460297 14618 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
505442 Bacteria_16S 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 


219878415 
1687712 16892 


Actinomyc 


219878299 


219878295 


219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


2341772 23432 


219857487 
2360002 23614 


219857364 
2519150 25206 


219857175 


eae; 
ref 


ococcineae; Mi 

1538783 1538905 1 124 gi| 219857377 |ref 
n NRRL 15764 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomycetal 
ae; Saccharothrix. 

1583995 15841171 124 gi| 219878489 |ref 
16S ribosomal RNA, partial sequence 1582619 15841 
lales; Planococcaceae; Viridibacillus. 


ref 


lales; Planococcaceae; Viridibacillus. 
1614629 16147511 124 gi| 219878467 |ref|NR_025606.1 
16S ribosomal RNA, partial sequence 1613259 1614770 Helcoc 
tes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 
1666380 1666503 1 124 gi|219878431|ref|NR_025570.1 
761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 


es; Pseudono 


ref 


lales; Bacillaceae; Bacillus. 
1748810 1748861 73 124 gi| 219878375 |ref 
6S ribosomal RNA, partial sequence 1747351 17488 
ridia; Clostridiales; Veillonellaceae; Megamonas. 
1789381 1789503 1 124 gi| 219878343 |ref 


nce 
etal 


ref 
equence 
e; Actinomyc 
ref 
sequenc 
Actinomyceta 


ref 


lales; Planococcaceae; Ureibacillus. 

1950963 1951082 1 120 gi|219878228|ref 
in LM 141 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomyceta 
e; Pseudonocardia. 

2343112 23432351 124 gi|219857500|ref 


nocardineae; 


ref 
> Mi 
ref 


occineae 


acterineae; 


5 916988 Strep 


1537426 15389 


1788037 17895 


1852181 18536 


e 1858220 18597 


21 Ureibacillus 


1949601 19511 


Nocardiacea 
NR_027210.1 


Actinosynne 
NR_027193.1 


crococcaceae 
NR_024965.1 
3 
fe} 


es; Pseudon 


NR_025628.1 


24 Viridibacillus 


NR_025627.1 


79 Viridibacillus 


cardineae; P 


NR_025554.1 


NR_025514.1 


NR_025482.1 
1 
es; Frankine 
NR_025438.1 
7 
etales; Stre 
NR_025434.1 
0 
b 


les; Coryne 


NR_025394.1 


NR_025367.1 
1 
ni 


les; Pseudo 


NR_025088.1 


Pseudonocar 
NR_025075.1 


crobacteriac 
NR_024952.1 


Coriobacteri 


ref 


t 


657463 657585 1 124 gi|265678612|ref|NR_028917.1| Streptomyces 
s strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
s Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

916840 916961 1 124 gi|265678434|ref|NR_028736.1| Streptococcus 


ococcus intermedius 
ccus anginosus group. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Corynebacterium 
1 Corynebacterium 


acterineae; 


Ureibacillus terrenus 


terrenus Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 


NR_024803.1 


Nocardia 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Noc 


ardia. 


219878252 
19143 
219878250 
19159 
219878249 
19174 
gi|219878248 
sequence 
gi|219878247 
sequence 
gi|219878246 
sequence 
gi|219878245 
sequence 
gi|219878244 
sequence 

i| 219878243 
19266 
219878242 
19297 
219878241 
19313 
gi|219878240 
sequence 

i | 219878239 
19328 
219878238 
19343 
219878237 
19358 
219878236 
19373 
gi|219878235 
sequence 
gi|219878234 
19403 
219878233 
19418 
gi|219878232 
sequence 
gi|219878231 
19450 
219878230 
19465 
219878229 
19480 
gi|219878228 
sequence 
gi|219878227 
19511 
gi|219878226 
sequence 
gi|219878225 
sequence 
gi|219878224 
19555 
219878223 
19570 
219878222 
19601 
219878221 
19601 
219878220 
19616 
gi|219878219 
sequence 
gi|219878218 


gi 


gi 


gi 


gi 


partial sequence 


219878217 

19677 

219878216 
19677 


gi 


gi 


ref |NR_025391.1 
61 1915860 
ref |NR_025389.1 
11 1917433 
ref |NR_025388.1 
84 1919034 
ref|NR_025387.1 
1919085 192055 
ref|NR_025386.1 
1920604 192206 
ref|NR_025385.1 
1922112 192356 
ref |NR_025384.1 
1923611 192512 
ref|NR_025383.1 
1925173 192664 
ref |NR_025382.1 
97 1928210 
ref |NR_025381.1 
62 
ref 
09 
ref|NR_025379.1 
1931360 193276 
ref |NR_025378.1 
11 1934285 
ref|NR_025377.1 
36 1935749 
ref |NR_025376.1 
00 1937297 
ref|NR_025375.1 
48 1938759 
ref |NR_025374.1 
1938810 194024 
ref |NR_025373.1 
00 1941802 
ref|NR_025372.1 
53 1943347 
ref|NR_025371.1 
1943398 194495 
ref |NR_025370.1 
09 1946474 
ref|NR_025369.1 
25 1948020 
ref |NR_025368.1 
71 1949550 
ref |NR_025367.1 
1949601 195111 
ref|NR_025366.1 
63 1952590 
ref|NR_025365.1 
1952641 195404 
ref |NR_025364.1 
1954098 195552 
ref|NR_025363.1 
71 1957016 
ref |NR_025362.1 
67 1958565 
ref |NR_025361.1 
16 
ref|NR_025360.1 
67 1961603 
ref|NR_025359.1 
54 1963186 
ref|NR_025358.1 
1963237 196474 
ref|NR_025357.1 
196479 
NR_025356.1 


NR_025380.1 


ref 
04 


ref|NR_025355.1 
55 1969180 


Paenibacillus azoreducens strain CMl 16S ribosomal RNA, partial sequence 


Thermosipho geolei strain DSM 13256, 16S ribosomal RNA, partial sequence 


Pediococcus inopinatus strain DSM 20285 16S ribosomal RNA, partial sequence 


Chryseobacterium joostei strain LMG 18212 16S ribosomal RNA, partial 
aiken cal eeuatas scophthalmum strain LMG 13028 16S ribosomal RNA, partial 
Retiee ae mannitolilytica strain LMG6866 16S ribosomal RNA, partial 
CU iseitaraats kongjuensis strain LM 157 16S ribosomal RNA, partial 
Mase demannacae albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial 
ixamuisene aad larvae strain L1/68 16S ribosomal RNA, partial sequence 


Moritella profunda strain 2674 16S ribosomal RNA, partial sequence 1928261 
Moritella abyssi strain 2693 16S ribosomal RNA, partial sequence 1929813 
Actinomyces radicidentis strain CCUG 36733 16S ribosomal RNA, partial 
Tepes tenses orale strain DSM 12838 16S ribosomal RNA, partial sequence 
Campylobacter hominis strain CH001A 16S ribosomal RNA, partial sequence 
Comamonas nitrativorans strain 23310 16S ribosomal RNA, partial sequence 
Brevibacterium paucivorans strain CF 62 16S ribosomal RNA, partial sequence 
Methylobacterium fujisawaense strain DSM 5686 16S ribosomal RNA, partial 
eae shackletonii strain LMG 18435 16S ribosomal RNA, partial sequence 
Paenibacillus cookii strain LMG 18419 16S ribosomal RNA, partial sequence 


Lactobacillus frumenti strain TMW 1.666 16S ribosomal RNA, complete 


8 
Bacillus fumarioli strain LMG 17489 16S ribosomal RNA, partial sequence 


Bordetella petrii strain Se-1111R 16S ribosomal RNA, partial sequence 
Microbacterium foliorum strain P 333/02 16S ribosomal RNA, partial sequence 


Pseudonocardia spinosispora strain LM 141 16S ribosomal RNA, partial 
2 
Actinomyces canis strain CCUG 41706 16S ribosomal RNA, partial sequence 


Corynebacterium auriscanis strain CCUG 39784 16S ribosomal RNA, partial 
7 
Actinomyces urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
0 
Sphingomonas pituitosa strain EDIV 16S ribosomal RNA, partial sequence 


Arthrobacter luteolus strain CF-25 16S ribosomal RNA, partial sequence 
Arthrobacter albus strain CF-43 16S ribosomal RNA, partial sequence 1958616 
Vagococcus fessus strain m2661/98/1 16S ribosomal RNA, partial sequence 
Pasteurella skyensis strain 95Al1 16S ribosomal RNA, complete sequence 
Thiobacillus denitrificans strain NCIMB 9548 16S ribosomal RNA, partial 
Face dena faecalis subsp. parafaecalis strain G 16S ribosomal RNA, 


71966210 
Thiocapsa litoralis strain BM5 16S ribosomal RNA, partial sequence 1966261 


Thermicanus aegyptius strain ET-5b 16S ribosomal RNA, partial sequence 


505442 Bacteria_16S 
strain IFO 12702 


505442 Bacteria_16S 
strain IFO 16238 


505442 Bacteria_16S 


2827164 2827286 1 


2839325 2839447 1 


2873443 2873564 1 


124 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


124 


124 


gi 


gi 


gi 


219856906 


219856898 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


219856876 


strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 


Firmicutes; 
505442 Bacteria_16S 


Bacillales; 


Bacillaceae; 
2944947 2945069 1 


Bacillus. 


124 


gi 


219856827 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 


brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
505442 Bacteria_16S 


3011742 3011864 1 


124 


gi 


Actinomyc 


219846916 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 


multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 


Geodermatophilaceae; 
505442 Bacteria_16S 


Modestobacter. 
3093384 3093506 1 


124 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


505442 Bacteria_16S 


3141430 31415511 


617-93 16S ribosomal RNA, partial sequence 


Bacillales; 
505442 Bacteria_16S 


Bacillales Family XI. 


3280923 3281044 1 


124 


gi 


219846860 


3092041 30935 


gi 


219846828 


3140051 3141558 Gemel 


Incertae Sedis; 


124 


Gemella 


gi 


219846734 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 32810 


Firmicutes; 
505442 Bacteria_16S 


2 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; 


Clostridia; 


Clostridiales; 
3335686 3335769 1 


Micromonosporaceae; Actinoplanes. 


505442 Bacteria_16S 


halophytica DSM 43171 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
505442 Bacteria_16S 


3347827 3347949 1 


3447255 34473761 


83 


124 


124 


Eubacteriaceae; 


gi 


gi 


gi 


Acetobacte 
19846695 
sequence 
Actinomy 


219846686 
33464 


Micr 


219846612 


strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 


Firmicutes; 
505442 Bacteria_16S 
mashuensis strain 


Clostridia; 


Clostridiales; 
3491544 3491666 1 


124 


Clostridiaceae; 


gi 


DSM 40221 16S ribosomal RNA, partial 


mashuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
505442 Bacteria_16S 
strain DSM 43045 


Streptomyces. 


3504972 3505094 1 


124 


gi 


Clostridiu 
219846582 

sequence 

Actinomyce 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


505442 Bacteria_16S 


3515630 3515751 1 


124 


gi 


219846566 


strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


505442 Bacteria_16S 


strain DSM 286 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
505442 Bacteria_16S 


3533838 3533960 1 


Clostridiales; 
3769776 3769897 1 


125 


124 


gi 


219846554 


3532506 35339 


Clostridiaceae; 


gi 


michiganensis subspecies tessellarius strain 78181 16S 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
505442 Bacteria_16S 


4080600 4080721 1 


Micrococcineae; Microbacteriaceae; 


124 


strain BC-3 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


505442 Bacteria_16S 


Entomoplasmatales; 
4110661 4110783 1 


Spiroplasmataceae; 


124 


strain HD9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


505442 Bacteria_16S 


4243295 42434171 


124 


gi 


Sarcina. 
219846385 
ribosomal 


Clavibacter. 


219846166 


4079234 40807 


gi 


Sp 
219846145 


4109294 41108 


gi 


219846040 


marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 


marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococca 
505442 Bacteria_16S 102807 102922 1 118 gi| 265678995 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequen 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillace 
Aneurinibacillus. 

505442 Bacteria_16S 188222 188272 75 125 gi| 265678938 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 


collagenovorans Bacteria; 


505442 Bacteria_16S 


Firmicutes; 
266034 266116 1 


Clostridia; 


83 


gi 


Clostridiales; 


Sp 


Actinomycetales; 


RNA, 


ceae; 


Clostridiaceae; 


ref|NR_024727.1 
orichthyaceae; S 
ref|NR_024717.1 


; Microbacteriac 
ref |NR_024695.1 


ref|NR_024646.1 
2943614 294507 
etales; Frankine 


ref|NR_026508.1 

3010413 301189 
Franki 
ref |NR_026452.1 
; Micrococcaceae 


ref |NR_026420.1 
la bergeri Bacte 


ref |NR_026326.1 
rium. 
ref |NR_026287.1 

3334351 333579 
cetales; Micromo 


ref |NR_026278.1 


omonosporineae Hi 


ref|NR_026204.1 


ref|NR_026174.1 
3490176 349169 
tales; Streptomy 
ref|NR_026165.1 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026146.1 


ref|NR_025976.1 


partial seq 


ref|NR_025756.1 
iroplasma. 
ref|NR_025735.1 


ineae; Nocardioi 
ref|NR_025630.1 
4241925 424342 
Streptococ 
ref|NR_029303.1 
ce 101441 102925 
ae; Aneurinibaci 


ref|NR_029246.1 
186799 188298 


265678883 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Bacillus niacini 


82 Bacillus niacini Bacteria; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Modestobacter 
4 Modestobacter 


neae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Gemella bergeri strain 
ria; Firmicutes; 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


Micromonospora 


76 3347951 Micromonospora halophytica 


Micromonosporaceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 
m. 


Streptomyces 
3 Streptomyces 
cineae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Clavibacter 
uence 3768438 3769927 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Streptococcus 

4 Streptococcus 
cus. 
Aneurinibacillus 
Aneurinibacillus 
llus group; 


Clostridium 
Clostridium 
Clostridium. 


ref|NR_029189.1 


Kutzneria viridogrisea 


strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 


505442 Bacteria_ 


16S 2233785 2233903 1 118 gi|219857577|ref|NR_025165.1 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordon 
nebacterineae; Gordoniacea 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


505442 Bacteria_ 
silvatica strain 


silvatica Bacteri 
Streptosporangiac 


505442 Bacteria_ 
strain IFO 15059 


16S 2693504 2693629 1 124 gi 
TT 00-51 16S ribosomal RNA, partial se 


eae; 
16S 


Planotetraspora. 


2989021 2989146 1 124 


gi 


a; Actinobacteria; Actinobacteridae; Act 


219857193 
quence 


219846931 


16S ribosomal RNA, partial sequence 2987680 29891 


inomycet 


ref|NR_024821.1 
2692168 269363 
ales; Streptospo 


v 


ref |NR_026523.1 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Planotetraspora 
9 Planotetraspora 
rangineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 
505442 Bacteria_16S 3369339 3369421 1 83 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

505442 Bacteria_16S 3617935 3618016 1 83 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

505442 Bacteria_16S 4211496 4211578 1 83 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

505442 Bacteria_16S 211262 211384 1 125 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 343732 343849 1 118 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

505442 Bacteria_16S 768765 768887 1 125 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

505442 Bacteria_16S 882988 883113 1 124 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

505442 Bacteria_16S 970900 971022 1 125 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

505442 Bacteria_16S 1087925 1088042 1 118 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

505442 Bacteria_16S 2247411 2247535 1 124 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

505442 Bacteria_16S 2454137 2454252 1 118 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

505442 Bacteria_16S 2878188 2878237 1 50 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

505442 Bacteria_16S 4208465 4208526 1 62 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

505442 Bacteria_16S 313121 313236 1 its gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

505442 Bacteria_16S 404146 404272 1 124 gi|265678786|ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

505442 Bacteria_16S 554474 554598 1 124 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

505442 Bacteria_16S 642447 642569 1 124 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 


lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; N 


esterenkonia. 


505442 Bacteria_16S 811833 811954 1 124 gi| 265678505 


ref|NR_028808.1| Mycobacterium 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
505442 Bacteria_16S 1308411 1308535 1 124 gi| 228721493 


thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, parti 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Acti 


ref|NR_027616.1| Streptomyces 
1 sequence 1307063 


a 
inobacteria; 


Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 


505442 Bacteria_16S 1340488 1340610 1 125 gi| 228721340 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 


ref|NR_027605.1| Magnetospirillum 
1339181 1340623 Magnetospirillum 


gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 
505442 Bacteria_16S 1349808 1349932 1 124 gi| 228720600 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 13499 


ref|NR_027595.1| Sanguibacter keddieii 
42 Sanguibacter keddieii DSM 10542 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 


Sanguibacter. 
505442 Bacteria_16S 1426660 1426784 1 124 gi|224581441 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 


ref|NR_027223.1| Streptomyces 
e 1425302 1426811 Streptomyces 


violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
505442 Bacteria_16S 1428225 1428349 1 124 gi| 224581440 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 


ref|NR_027222.1| Streptomyces 
1426862 1428376 Streptomyces 


coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
505442 Bacteria_16S 1475262 1475386 1 124 gi| 219878476 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 


ref|NR_025615.1| Streptomyces albus 
1473916 1475414 Streptomyces albus 


subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 


505442 Bacteria_16S 1706110 1706194 1 83 gi| 219878404 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 17061 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophil 
505442 Bacteria_16S 1772852 1772976 1 124 gi| 219878355 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
505442 Bacteria_16S 1775848 1775972 1 124 gi| 219878353 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 

longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 


505442 Bacteria_16S 1959981 1960102 1 124 gi| 219878222 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 19601 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
505442 Bacteria_16S 1973445 1973569 1 125 gi| 219878213 
strain CK58 16S ribosomal RNA, partial sequence 1972100 19735 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
505442 Bacteria_16S 2036102 2036226 1 124 gi|219878171 
strain CCUG 35957 16S ribosomal RNA, partial sequence 20347 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
505442 Bacteria_16S 2057779 2057903 1 124 gi| 219878153 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 
505442 Bacteria_16S 2059318 2059442 1 124 gi| 219878152 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Act 
Streptomycetaceae; Streptomyces. 
505442 Bacteria_16S 2103625 2103749 2 124 gi| 219878118 
submarinus strain 6N 16S ribosomal RNA, partial sequence 21022 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
505442 Bacteria_16S 2111182 2111306 1 124 gi| 219873436 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
505442 Bacteria_16S 2197490 2197614 1 125 gi| 219857601 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 
505442 Bacteria_16S 2248988 2249112 1 124 gi| 219857567 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


ref|NR_025543.1| Thermoleophilum album 
97 Thermoleophilum album Bacteria; 
aceae; Thermoleophilum. 
ref|NR_025494.1| Streptomyces arenae 
83 Streptomyces arenae Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025492.1| Streptomyces 

1774532 1775979 Streptomyces 
etales; Streptomycineae; 


ref|NR_025361.1] Arthrobacter albus 

16 Arthrobacter albus Bacteria; 

; Micrococcaceae; Arthrobacter. 

ref |NR_025352.1| Clostridium akagii 

91 Clostridium akagii Bacteria; 

m. 

ref|NR_025310.1| Rothia nasimurium 

53 2036233 Rothia nasimurium Bacteria; 

; Micrococcaceae; Rothia. 

ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 

etales; Streptomycineae; 


ref|NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 
inomycetales; Streptomycineae; 


ref|NR_025257.1| Desulfonauticus 

11 2103776 Desulfonauticus submarinus 

; Desulfohalobiaceae; Desulfonauticus. 
ref|NR_025250.1| Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025189.1| Lactobacillus 

196082 2197640 Lactobacillus 

; Lactobacillus. 
ref|NR_025155.1| Streptomyces 
2247616 2249142 Streptomyces 


i} 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 


505442 Bacteria_16S 2518949 2519073 1 124 gi| 219857365 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; Streptomyces. 


ref|NR_024953.1| Streptomyces 
2517611 2519099 Streptomyces 
cetales; Streptomycineae; 


505442 Bacteria_16S 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27746 


2774488 2774612 1 


124 


Actinobacteria; Actinobacteridae; Actinomycetales; 


505442 Bacteria_16S 


2881320 2881441 1 


124 


strain JCM9731 16S ribosomal RNA, partial sequence 


Firmicutes; 
505442 Bacteria_16S 


Bacillales; 


Bacillaceae; 
2940394 2940518 1 


Bacillus. 


124 


IFO 16102 16S ribosomal RNA, partial sequence 


505442 Bacteria_16S 


2979856 2979980 1 


124 


gi 


gi 


2879945 28814 


gi 


2939058 29405 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi 


thermolineatus strain A1484 16S ribosomal RNA, partial 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
505442 Bacteria_16S 


3180954 3181010 1 


57 


gi 


strain ATCC 700628 16S ribosomal RNA, partial sequence 


Firmicutes; 
505442 Bacteria_16S 
sibiricus strain 


Sandaracinobacter. 
505442 Bacteria_16S 
strain DSM 20119 


Lactobacillales; Aerococcaceae; 


3197946 3198070 1 


3402619 3402743 1 


125 


124 


Facklamia. 


gi 


gi 


219857135 


219856871 


219856830 


219846937 
sequence 


219846801 


219846790 


RB16-17 16S ribosomal RNA, partial sequence 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 


219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


Actinomycetales; 


Sphingomonadales; 


ref|NR_024763.1 
19 Streptomyces 


ref|NR_024690.1 


ref 


NR_024649.1 


ref |NR_026529.1 


ref |NR_026393.1 


ref|NR_026382.1 


196654 319807 


Ww 


ref|NR_026236.1 


Streptomyces peucetius 


peucetius Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Streptomyces 


2978510 2979990 Streptomyces 
Streptomycineae; 


Facklamia hominis 


3179583 3181087 Facklamia hominis Bacteria; 


Sandaracinobacter 
0 Sandaracinobacter 


Sphingomonadaceae; 


Arthrobacter oxydans 


49 Arthrobacter oxydans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


505442 Bacteria_16S 
strain NRRL 2418 


Streptomyces. 
505442 Bacteria_16S 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3450369 3450493 1 


3486915 3487039 1 


124 


124 


gi 


complete sequence 


gi 


219846610 


219846585 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 


bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
505442 Bacteria_16S 


3625066 3625187 1 


124 


strain 3015 16S ribosomal RNA, partial sequence 


505442 Bacteria_16S 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; 
505442 Bacteria_16S 
strain ATCC 19812 


16S ribosomal RNA, 


3638900 3639026 1 


3920162 3920286 1 


124 


124 


Actinobacteria; Actinobacteridae; Actinomycetales; 


505442 Bacteria_16S 
strain ATCC 25495 


Streptomyces. 
505442 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, complete 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3921743 3921867 1 


3923324 3923448 1 


124 


124 


gi 


3623734 3625217 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


gi 


complete sequence 


gi 


complete sequence 


gi 


eurythermus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
505442 Bacteria_16S 


Streptomyces. 


3924905 3925029 1 


124 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 


neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
505442 Bacteria_16S 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
505442 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
505442 Bacteria_16S 
olivochromogenes 
olivochromogenes 
Streptomycetaceae; 
505442 Bacteria_16S 
thermoacetoxidans 
thermoacetoxidans 
505442 Bacteria_16S 


3926486 3926610 1 


3928066 3928190 1 


4202398 4202522 1 


54498 54583 1 


Firmicutes; 
397943 398066 1 


124 


124 


124 


88 


Clostridia; 
124 


gi 


complete sequence 
Actinomycetales; 


gi 


gi 


complete 


gi 


strain DSM 40451 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


gi 


strain CAMZ 16S ribosomal RNA, partia 


Bacteria; Clo 


gi 


219846489 


219846480 


strain AT37 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


219846281 


219846280 


219846279 


219846278 


219846277 


219846276 
sequence 


219846074 


265679028 


265678790 


xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Cellulomonadaceae; 


Cellulomonas. 


Streptomycineae; 


Actinomycetales; 


Actinomycetales; 
3918787 3920316 Strept 
Streptomycineae; Streptomyceta 
3920367 3921897 Strept 


Streptomycineae; 


sequence 3921948 392347 
Actinomycetales; 


complete 


Actinomycetales; 


rtial sequence 
idae; Actinomycetales; 


1 sequence 
stridiales; 


ref|NR_026202.1 


ref|NR_026177.1 
3485550 348706 


ref|NR_026081.1 
Mycobacteri 
NR_026072.1 
3637554 363905 
Str 


ref|NR_025871.1 


ref|NR_025870.1 
Str 


ref|NR_025869.1 


ref|NR_025868.1 
392352 


Strept 


ref|NR_025867.1 
sequence 392511 


ref|NR_025866.1 
3926691 392822 


ref |NR_025664.1 


420108 


ref |NR_029336.1 
53088 54587 
Peptococcaceae 
ref|NR_029095.1 


Streptomyces caelestis 


3449003 3450520 Streptomyces caelestis 
Streptomycetaceae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
2 4202529 Streptomyces 


Streptomycineae; 


Desulfotomaculum 
Desulfotomaculum 
; Desulfotomaculum. 
Cellulomonas 


396579 398094 


Cellulomonas 


505442 Bacteria_16S 


505442 Bacteria_16S 


Arthrobacter. 
505442 Bacteria_16S 


456776 456898 1 


Firmicutes; 
494953 495036 1 


496458 496541 1 


Micrococcaceae; Arthrobacter. 


505442 Bacteria_16S 
halichoeri strain 
halichoeri Bacteria; 
505442 Bacteria_16S 
strain R9242 16S 


505442 Bacteria_16S 
strain CMS90 16S 


505442 Bacteria_16S 


acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 
12809 Bacteria; Deferribacteres; 


497983 498105 1 


Firmicutes; 
569752 569874 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


647145 647228 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1196946 1197068 1 


Lactobacillales; 


Deferribacterales; 


124 


Lactobacillales; 
gi 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae 


83 


83 


M512/02/1 16S ribosomal RNA, partial 


gi 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 
oligofermentans Bacteria; 


gi 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 
gangotriensis Bacteria; Actinobacteria; Actinobacterida 


265678721 


; Actinomycetales; 


ref|NR_029026.1 


495118 496571 
e; Actinomycetales; 


265678747 |ref|NR_029052.1| Streptococcus 
455417 456926 Streptococcus 

Streptococcaceae; Streptococcus. 

265678722 |ref|NR_029027.1]| Arthrobacter 
493586 495067 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


Micrococcineae; 


124 gi|265678720|ref|NR_029025.1| Streptococcus 
sequence 496622 498127 Streptococcus 
Streptococcaceae; Streptococcus. 
124 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 


83 gi 


124 gi 


Acti 


Micr 


Def 


568394 569881 Actinobaculum 
nomycineae; 


265678620 


645783 647259 Arthrobacter 
ococcineae; 


228715574 
11955 


erribacteraceae; 


ref |NR_028925.1 


ref|NR_027535.1 


Actinomycetaceae; 


urinale Bacteria; 
Actinobaculum. 
Arthrobacter roseus 


roseus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Denitrovibrio 


65 1197080 Denitrovibrio acetiphilus DSM 
Denitrovibrio. 


505442 Bacteria_16S 1316039 1316161 1 124 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

505442 Bacteria_16S 1626718 1626840 1 124 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

505442 Bacteria_16S 1676971 1677093 1 124 gi|219878424|ref|NR_025563.1| Amycolatopsis 


keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 


1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
505442 Bacteria_16S 


decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardineae; 


1678488 1678610 1 


Pseudonocardiaceae; Amycolatopsis. 


505442 Bacteria_16S 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
505442 Bacteria_16S 
flaccumfaciens pv. 


Actinomycetales; 
505442 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
505442 Bacteria_16S 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


Pseudonocardiaceae; 
505442 Bacteria_16S 
strain SW-72 16S 
Firmicutes; 
505442 Bacteria_16S 


strain P-1 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
505442 Bacteria_16S 
strain ATCC 29178 
Firmicutes; 
505442 Bacteria_16S 


koreense strain JGO7 16S ribosomal RNA, partial sequence 
Planococcaceae; 


Bacteria; Firmicutes; 
505442 Bacteria_16S 


methoxybenzovorans strain SR3 16S ribosomal RNA, partial 
methoxybenzovorans Bacteria; 


505442 Bacteria_16S 


Bacillales; 


Lactobacillales; 


1800074 1800157 1 


1812384 1812506 1 


Micrococcineae; Microbacteriaceae; 


1821593 18217111 


1924973 1925095 1 


2095971 2096093 1 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2109698 2109745 77 


Clostridiales; 
2259736 2259858 1 
2444964 2445087 1 


Bacillales; 
2573230 2573352 1 


Firmicutes; 
2613268 2613391 1 


Pseudonocardiaceae; 


124 gi 


83 gi 
124 


gi 


120 gi 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


124 gi 


124 gi 


20 


124 gi 


21 
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505442 Bacteria_16S 2876606 2876728 1 124 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

505442 Bacteria_16S 2882871 2882993 1 124 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

505442 Bacteria_16S 3456554 3456637 1 83 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

505442 Bacteria_16S 3468709 3468792 1 83 gi| 219846597 |ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

505442 Bacteria_16S 3470235 3470318 1 83 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

505442 Bacteria_16S 3471755 3471838 1 83 gi|219846595|ref|NR_026187.1| Arthrobacter 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 3471862 Arthrobacter 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

505442 Bacteria_16S 3514106 3514227 1 124 gi|219846567|ref|NR_026159.1| Rathayibacter rathayi 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
505442 Bacteria_16S 3517149 3517271 1 124 gi|219846565|ref|NR_026157.1| Curtobacterium luteum 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
505442 Bacteria_16S 3518671 3518793 1 124 gi|219846564|ref|NR_026156.1| Curtobacterium citreum 
strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
505442 Bacteria_16S 3593524 3593643 1 122 gi|219846513|ref|NR_026105.1| Clostridium puniceum 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 3595056 3595177 1 124 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 3853138 3853185 77 124 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 
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505442 Bacteria_16S 4012465 4012587 1 124 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
505442 Bacteria_16S 4141238 4141359 1 124 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
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505442 Bacteria_16S 428947 429072 1 124 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

505442 Bacteria_16S 461208 461290 1 83 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

505442 Bacteria_16S 837775 837897 1 121 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

505442 Bacteria_16S 1162074 1162199 1 124 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 

505442 Bacteria_16S 1171194 1171276 1 83 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 

505442 Bacteria_16S 1926534 1926616 1 83 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

505442 Bacteria_16S 2167128 2167186 1 59 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

505442 Bacteria_16S 2309924 2310049 1 124 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
505442 Bacteria_16S 2344622 2344680 1 59 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

505442 Bacteria_16S 2347653 2347711 1 59 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

505442 Bacteria_16S 2349162 23492201 59 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

505442 Bacteria_16S 2517459 2517517 1 59 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

505442 Bacteria_16S 2897885 2897967 1 83 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

505442 Bacteria_16S 3461097 3461155 1 59 gi|219846602|ref|NR_026194.1| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

505442 Bacteria_16S 3462619 3462677 1 59 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
505442 Bacteria_16S 3464141 3464199 1 59 gi|219846600|ref|NR_026192.1| Arthrobacter 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

505442 Bacteria_16S 3465665 3465723 1 59 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

505442 Bacteria_16S 3614942 3614995 71 124 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 

505442 Bacteria_16S 4125941 4125999 1 59 gi|219846133|ref|NR_025723.1| Kocuria marina strain 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


505442 Bacteria_16S 4127429 41275541 124 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
505442 Bacteria_16S 71067 71120 71 124 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

505442 Bacteria_16S 101240 101289 1 50 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

505442 Bacteria_16S 101309 101362 71 124 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

505442 Bacteria_16S 162217 162274 1 58 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 349759 349875 1 118 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

505442 Bacteria_16S 411922 412044 1 125 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

505442 Bacteria_16S 474978 475027 1 50 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

505442 Bacteria_16S 574251 574371 1 124 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
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505442 Bacteria_16S 2680156 2680209 71 124 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

505442 Bacteria_16S 2878257 2878310 71 124 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

505442 Bacteria_16S 3181018 3181071 71 124 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

505442 Bacteria_16S 3214371 3214491 1 124 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

505442 Bacteria_16S 3229544 3229589 1 46 gi|219846768|ref|NR_026360.1| Anaerococcus octavius 
strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Anaerococcus. 

505442 Bacteria_16S 3274867 3274912 1 46 gi| 219846738 |ref|NR_026330.1| Eubacterium callanderi 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

505442 Bacteria_16S 3496002 3496127 1 123 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

505442 Bacteria_16S 3596595 3596716 1 124 gi|219846511|ref|NR_026103.1] Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 3812157 3812274 1 118 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

505442 Bacteria_16S 3872833 3872890 1 58 gi|219846314|ref|NR_025904.1| Gemella morbillorum 


strain 2917B 16S 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain ATCC 10379 
Bacteria; 


strain IAM 13153 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
505442 Bacteria_16S 
chungwhensis stra 


chungwhensis Bact 


505442 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


505442 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


505442 Bacteria_16S 


strain B7319 16S ribosomal RNA, partial sequence 4202580 42040 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
505442 Bacteria_16S 72531 72655 1 124 gi| 265679016 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


505442 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


proteolyticum str 
Bacteria; Firmicu 


505442 Bacteria_16S 
RA161 16S ribosomal RNA, partial seque 
Bifidobacte 


saeculare strain 
Bacteria; Actinob 


505442 Bacteria_16S 


strain YIM 70081 


Firmicu 
505442 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3874420 3874477 1 

16S ribosomal RNA, partial 
tes; Bacillales; Bacillales 
3976892 3977015 1 

16S ribosomal RNA, complete 


Incertae 
58 gi 
sequence 
Family XI. 
125 gi 
sequence 
4004963 4005012 1 50 gi 
Firmicutes; Bacillales; 
4133533 4133582 1 50 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4133602 4133655 71 124 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4139672 41397951 124 


eria; 
gi 


gi 


gi 


Tenericutes; Mollicutes; 
4203896 4204020 1 124 


eria; 
gi 


Pseudonocardia. 
125804 125840 89 125 gi 
in NSP M-1 16S ribosomal RNA, partial 


e; 


181999 182047 77 125 gi 


tes; Clostridia; Clostridiales; 
339249 339371 1 124 gi 
acteria; Actinobacteridae; 


360024 360146 1 124 


gi 


382624 382742 1 121 


gi 


3871442 38729 


in BH030062 16S ribosomal RNA, partial 
Bacillac 


4132144 41336 


4132144 41336 


in EA-1 16S ribosomal RNA, partial seq 
Entomop 


ain 592 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


eria; Nitrospirae; Nitrospirales; Nitr 
505442 Bacteria_16S 
ain CG 16S ribosomal RNA, partial sequ 
Clostr 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 


Sedis; 
219846313 
38730 
Incertae 
219846241 
39756 
llaceae; M 
219846222 
sequence 
eae; Ponti 
219846125 


219846125 


219846121 
uence 
lasmatales 
219846073 


uence 
e; Actinom 


265678979 
sequence 

ospiraceae 
265678942 
ence 18057 
idiaceae; 

265678832 
nce 33788 
riales; Bi 
265678815 


ococcineae 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref 
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ref|NR_025663.1 
27 Streptomyces 
e; Streptomyceta 
ref|NR_029324.1 
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ycetales; Pseud 


rs 


co} 


ref |NR_029287.1 

124349 125867 
; Nitrospira. 
ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029137.1 
6 339399 Bifido 
fidobacteriaceae 
ref|NR_029120.1 
4 Nesterenkonia 
+ Micrococcacea 


265678800 


lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Parvibaculum. 


e: 


77 Gemella morbillorum Bacteria; 
Gemella 


Gemella haemolysans 
a haemolysans ATCC 10379 


Mycoplana bullata 
ana bullata Bacteria; 


Pontibacillus 
0 Pontibacillus 


Halobacillus locisalis 


locisalis Bacteria; 


Halobacillus locisalis 


locisalis Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Pseudonocardia 
Pseudonocardia 
nocardineae; 


Nitrospira 
Nitrospira 


Clostridium 
idium proteolyticum 


Bifidobacterium 
bacterium saeculare 
Bifidobacterium. 
Nesterenkonia lutea 
lutea Bacteria; 
Nesterenkonia. 


v 


’ 


ref |NR_029105.1 
381306 382756 


Parvibaculum 
Parvibaculum 


505442 Bacteria_16S 
strain PL7HG1 16S 


505442 Bacteria_16S 
ferralitis strain 
ferralitis Bacter 
Streptomycetaceae; 
505442 Bacteria_16S 
benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 
505442 Bacteria_16S 
strain AS4.0578 1 


505442 Bacteria_16S 
strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 
505442 Bacteria_16S 
strain VKM Ac-179 
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Rathayibacter. 

505442 Bacteria_16S 
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Streptomycetaceae; 
505442 Bacteria_16S 
pneumoniae strain 


ATCC 33400 16S ribosomal RNA, 


384138 384262 1 125 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


410303 410427 1 124 
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124 
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gi 


gi 
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gi 


ain B5 16S ribosomal RNA, partial sequ 
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gi 


gi 
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gi 


9 16S ribosomal RNA, partial sequence 
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gi 
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cteria; Actinobacteria; Actinobacterid 
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gi 


Ac 


al 


al 


al 


ae 
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265678782 
uence 


265678703 
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265678460 
6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
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265678454 


265678398 
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ref 


ae; 
ref 
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ref 
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ref 


eae; 
ref 

88012 
es; Pseu 
ref 
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ref 
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myce 


, 


ref 
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9 881579 Lentze 
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1 886196 Ratha 


967981 96947 


1021546 10230 


pneumoniae Bacter 
505442 Bacteria_16S 
witflariensis str 


witflariensis Bac 
Sphingopyxis. 


505442 Bacteria_16S 


cellulosolvens 6 
Bacteria; 


subsp. rimosus st 
subsp. rimosus Ba 
Streptomycetaceae 


505442 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


505442 Bacteria_16S 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
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e sequence 
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505442 Bacteria_16S 


ia; Firmicutes; Lactobacillales; Strepto 
1142407 1142531 1 125 gi 
ain W-50 16S ribosomal RNA, partial se 


teria; Proteobacteria; Alphaproteobact 
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et 
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253680762 
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1573342 1573466 1 125 gi| 219857383 |ref 
c 16S ribosomal RNA, partial sequence 15720 


rhiz 
ref 


Ss; Brady 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; S 
505442 Bacteria_16S 1593284 1593408 1 124 gi| 219878483 |ref 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequ 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacterid 
Streptomycineae; Streptomycetaceae; Streptomyces. 

505442 Bacteria_16S 1594830 15949541 124 gi| 219878482 |ref 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; Streptomyces. 

505442 Bacteria_16S 1596377 1596501 1 124 gi| 219878481 |ref 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Streptomycetaceae; Streptomyces. 

505442 Bacteria_16S 1597925 1598049 1 124 gi|219878480|ref 


strain DSM 43049 
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olivaceisclerotic 
Streptomycetaceae 


505442 Bacteria_16S 
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Stre 
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, 
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gi 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 


505442 Bacteria_16S 219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


505442 Bacteria_16S 219878477 
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NR_025624.1 


treptomyceta 
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purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomycetaceae; Streptomyces. 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 
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219878210 
19767 
219878209 
19783 
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gi 
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gi 
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gi 
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gi 
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ref|NR_025354.1 
31 1970533 
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ref|NR_025348.1 
26 1979852 
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ref |NR_025329.1 
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5 


4 


9 


Azospirillum doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 
Herbaspirillum frisingense strain GSF30 16S ribosomal RNA, partial sequence 
Clostridium akagii strain CK58 16S ribosomal RNA, partial sequence 1972100 
Marinibacillus marinus strain 581 16S ribosomal RNA, partial sequence 
Desulfobacula phenolica strain PhOl 16S ribosomal RNA, partial sequence 
Desulfomicrobium macestii strain M-9 16S ribosomal RNA, partial sequence 
Desulfobacterium anilini strain Anil 16S ribosomal RNA, partial sequence 
Arcanobacterium haemolyticum strain CIP 103370 16S ribosomal RNA, partial 
Chondromyces robustus strain Cm al3 16S ribosomal RNA, partial sequence 
Chondromyces lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
Chondromyces apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 
Cystobacter ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 
Tatumella ptyseos strain DSM 5000 16S ribosomal RNA, partial sequence 
Serratia proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 
Serratia grimesii strain DSM 30063 16S ribosomal RNA, partial sequence 
Serratia fonticola strain DSM 4576 16S ribosomal RNA, partial sequence 
Serratia entomophila strain DSM 12358 16S ribosomal RNA, partial sequence 
Rahnella aquatilis strain DSM 4594 16S ribosomal RNA, partial sequence 
Proteus vulgaris strain DSM 30118 16S ribosomal RNA, partial sequence 
Pragia fontium strain DSM 5563 16S ribosomal RNA, partial sequence 1998561 
Obesumbacterium proteus strain 42 16S ribosomal RNA, partial sequence 


Leminorella grimontii strain 81H-380. 16S ribosomal RNA, partial sequence 


Budvicia aquatica strain Eb 13/82 16S ribosomal RNA, partial sequence 
Buttiauxella izardii strain $3/2-161 16S ribosomal RNA, partial sequence 
Buttiauxella gaviniae strain S1/1-984 16S ribosomal RNA, partial sequence 
Buttiauxella ferragutiae strain DSM 9390 16S ribosomal RNA, partial 
Buttiauxella brennerae strain $1/6-571 16S ribosomal RNA, partial sequence 
Planctomyces maris strain 534-30 16S ribosomal RNA, partial sequence 
Hyphomonas jannaschiana strain ATCC 33883 16S ribosomal RNA, partial 
Hyphomonas polymorpha strain DSM 2665 16S ribosomal RNA, partial sequence 
Caulobacter leidyia strain ATCC 15260 16S ribosomal RNA, partial sequence 
Maricaulis parjimensis strain MCS 25 16S ribosomal RNA, partial sequence 
Maricaulis salignorans strain MCS 18 16S ribosomal RNA, partial sequence 
Maricaulis washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 
Caulobacter fusiformis strain ATCC 15257 16S ribosomal RNA, partial 


Caulobacter henricii strain ATCC 15253 16S ribosomal RNA, partial sequence 


505442 Bacteria_16S 1613078 1613202 1 125 gi|219878468|ref|NR_025607.1| Loktanella 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

505442 Bacteria_16S 1673949 1674073 1 124 gi|219878426|ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

505442 Bacteria_16S 1844567 1844690 1 124 gi| 219878306 |ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

505442 Bacteria_16S 1849112 1849168 1 57 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

505442 Bacteria_16S 1981255 19813111 57 gi|219878208|ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

505442 Bacteria_16S 2024077 2024199 1 125 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

505442 Bacteria_16S 2080714 2080838 1 124 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

505442 Bacteria_16S 2341571 2341695 1 125 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
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taejonensis strai 
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2794000 2794122 1 125 gi 
in ATCC9650 16S ribosomal RNA, partial 
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505442 Bacteria_16S 127291 127350 1 60 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

505442 Bacteria_16S 163668 163791 1 124 gi| 265678954 |ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

505442 Bacteria_16S 205126 205173 77 124 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

505442 Bacteria_16S 229502 229585 1 83 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
505442 Bacteria_16S 231010 231093 1 83 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
505442 Bacteria_16S 337685 337807 1 124 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

505442 Bacteria_16S 528630 528669 86 125 gi|265678700|ref|NR_029005.1| Enhydrobacter 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

505442 Bacteria_16S 633216 633259 1 44 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

505442 Bacteria_16S 633290 633337 77 124 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

505442 Bacteria_16S 636277 636399 1 124 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

505442 Bacteria_16S 637808 637930 1 124 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

505442 Bacteria_16S 644074 644117 8 51 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

505442 Bacteria_16S 675663 675785 1 124 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
505442 Bacteria_16S 1033657 1033692 90 125 gi|265678356|ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

505442 Bacteria_16S 1053417 1053500 1 83 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

505442 Bacteria_16S 1234685 1234807 1 124 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

505442 Bacteria_16S 1329831 1329952 1 124 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

505442 Bacteria_16S 1432898 1432997 1 98 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

505442 Bacteria_16S 1470928 1470967 86 125 gi|224581406|ref|NR_027187.1| Psychrobacter 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

505442 Bacteria_16S 1928152 1928191 86 125 gi|219878243|ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

505442 Bacteria_16S 1949418 1949540 1 124 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
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505442 Bacteria_16S 3689220 3689341 1 124 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 
strain VIS 16S ribosomal RNA, partial sequence 3687881 3689347 Mycoplasma cottewii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

505442 Bacteria_16S 3903650 3903773 1 124 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
505442 Bacteria_16S 4075936 4076019 1 83 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

505442 Bacteria_16S 52975 53009 90 124 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

505442 Bacteria_16S 121152 121273 1 123 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
505442 Bacteria_16S 139416 139474 1 59 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
505442 Bacteria_16S 140945 141003 1 59 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
505442 Bacteria_16S 145463 145521 1 59 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

505442 Bacteria_16S 227996 228054 1 59 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

505442 Bacteria_16S 234032 234158 1 125 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

505442 Bacteria_16S 361570 361628 1 59 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

505442 Bacteria_16S 388789 388839 1 51 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

505442 Bacteria_16S 430490 430548 1 59 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

505442 Bacteria_16S 467271 467329 1 59 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

505442 Bacteria_16S 507260 507318 1 59 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

505442 Bacteria_16S 631714 631772 1 59 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
505442 Bacteria_16S 756628 756746 1 118 gi| 265678542 |ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

505442 Bacteria_16S 767321 767371 1 51 gi|265678535|ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

505442 Bacteria_16S 787297 787355 1 59 gi|265678521|ref|NR_028825.1| Streptomyces 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 


785920 787418 


Streptomyces 


beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
505442 Bacteria_16S 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


505442 Bacteria_16S 


pretiosum subsp. 


Streptomyces. 


816442 816500 1 59 gi 


915247 915313 1 67 gi 
pretiosum strain C-15003 16S ribosomal 


n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


265678502 
ence 81510 
ales; Pseu 


265678435 
RNA, part 


Streptomycineae; 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


pseudoavium strai 
pseudoavium Bacte 


505442 Bacteria_16S 


strain YLM-32 16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


505442 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


505442 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


505442 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 


963365 963399 90 124 


gi 
ria; Firmicutes; Lactobacillales; 
1077337 1077395 1 59 

ribosomal RNA, partial sequence 


gi 


1099989 1100047 1 59 gi 


eae; Acrocarpospora. 

1272377 1272493 1 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1294857 1294907 1 51 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; 


1302383 1302417 90 124 


118 gi 


gi 


Pseudonocardineae; Actinosynnemataceae 
505442 Bacteria_16S 
n 47-16 16S ribosomal RNA, partial seq 
Ente 


1075986 10774 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 
in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


1271016 1272493 Desul 


Staphy 


; Actinosy 
265678403 
uence 

rococcacea 
265678325 


ococcineae 
265678310 
1 sequence 
Actinomy 


219846399 


eae; Desul 
228715348 
sequence 
lococcus. 
219846639 


ref|NR_028805.1| Pseudonocardia 

9 816530 Pseudonocardia zijingensis 

donocardineae; Pseudonocardiaceae; 

ref |NR_028737.1| Actinosynnema 

ial sequence 913891 915394 

nnema. 

ref|NR_028705.1] Enterococcus 
961894 963406 Enterococcus 

e; Enterococcus. 

ref|NR_028627.1| Rarobacter incanus 


78 Rarobacter incanus Bacteria; 
; Rarobacteraceae; Rarobacter. 
ref|NR_028612.1| Acrocarpospora 
1098650 1100098 Acrocarpospora 
cetales; Streptosporangineae; 


ref 
fone 
fonema. 
ref|NR_027520.1 
1293463 129495 


NR_025990.1 
ma magnum Ba 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Staphylococcus equorum 
6 Staphylococcus equorum 


ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

505442 Bacteria_16S 1305494 1305528 90 124 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

505442 Bacteria_16S 1320694 1320744 1 51 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

505442 Bacteria_16S 1322236 1322286 1 51 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

505442 Bacteria_16S 1325402 1325436 90 124 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

505442 Bacteria_16S 1418992 1419038 1 47 gi|224581446|ref|NR_027228.1| Helcococcus ovis 


strain s840-96-2 
Firmicutes; Clost 


505442 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


505442 Bacteria_16S 


tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 


505442 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


505442 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


505442 Bacteria_16S 


decolorationis st 
decolorationis Ba 


505442 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


505442 Bacteria_16S 


16S ribosomal RNA, partial sequence 1417633 14190 


55 Helcococcus ovis Bacteria; 

ncertae Sedis; Helcococcus. 
ref|NR_027215.1| Staphylococcus felis 
25 Staphylococcus felis Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025623.1 
1590391 159188 
cetales; Strepto 


Streptomyces 
8 Streptomyces 
mycineae; 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


Actinomadura 
0 Actinomadura 
porangineae; 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


ref|NR_025473.1| Bacillus 

ce 1801788 1803290 Bacillus 

illus. 

ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


ref|NR_025435.1| Trichococcus palustris 


strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 


Firmicutes; Lacto 


ridia; Clostridiales; Clostridiales Family XI. I 

1434427 1434477 1 51 gi| 224581433 
ribosomal RNA, partial sequence 1433051 14345 
lales; Staphylococcus. 

1588751 1588785 90 124 gi| 219878486 
16S ribosomal RNA, partial sequence 1587284 15887 
bacillales; Enterococcaceae; Enterococcus. 

1591736 15917941 59 gi| 219878484 
in DSM 40261 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
; Streptomyces. 

1747212 17472701 59 gi| 219878376 
n HAG 010767 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
ae; Actinomadura. 

1753363 1753397 90 124 gi| 219878372 
16S ribosomal RNA, partial sequence 1751903 17534 
lales; Bacillaceae; Bacillus. 

1803249 1803283 90 124 gi| 219878334 
rain LMG 19507 16S ribosomal RNA, partial sequen 
cteria; Firmicutes; Bacillales; Bacillaceae; Bac 

1843091 1843125 90 124 gi| 219878307 
S ribosomal RNA, partial sequence 1841624 18431 
lales; Bacillaceae; Bacillus. 

1858128 1858162 90 124 gi| 219878296 
bacillales; Carnobacteriaceae; Trichococcus. 


505442 Bacteria_16S 
sanguinicola stra 
sanguinicola Bacteria; 
505442 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 
505442 Bacteria_16S 


strain LMG 18435 
Firmicutes; 


strain TF-12 16S 
Firmicutes; 


strain TF-11 16S 
Firmicutes; 


strain ATCC 51384 


Actinobacteria; Actinoba 
505442 Bacteria_16S 


fermentum strain 
Bacteria; 


maanshanensis Bac 
Nocardiaceae; 


505442 Bacteria_16S 
yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae; 
505442 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


strain YKJ-10 16S 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain ATCC 43186 
Firmicutes; 


strain IFM 10088 


Bacillales; 
505442 Bacteria_16S 

stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae; 
505442 Bacteria_16S 


Bacillales; 
505442 Bacteria_16S 


Bacillales; 
505442 Bacteria_16S 


Firmicutes; 
505442 Bacteria_16S 
maanshanensis str 


Lactobacillales; 
505442 Bacteria_16S 


1909769 1909803 90 


Firmicutes; 
1934184 1934250 1 


1941761 1941795 90 


Bacillaceae; 
2054800 2054858 1 


Streptomyces. 
2124906 2124940 90 
ribosomal RNA, 
Bacillaceae; 
2126462 2126496 90 
ribosomal RNA, 
Bacillaceae; 
2136913 21369711 
16S ribosomal 


2191481 2191523 1 
Z-7984 


2195945 2196003 1 


2258176 2258234 1 


Streptomyces. 
2290356 2290435 1 


2382657 2382691 90 
lales; Bacillaceae; 


2590270 2590304 90 


2689036 2689094 1 


124 


in CCUG 43001 16S ribosomal RNA, partial 


67 


124 


59 


ain CFBP 4521 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


124 


partial sequence 
Bacillus. 


124 


partial sequence 
Bacillus. 


59 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterin 


43 


59 


59 


82 


124 


ribosomal RNA, partial sequence 
Bacillus. 


124 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


59 


219878257 
sequenc 


gi 


Lactobacillales; Aerococcaceae 


gi|219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
eltaproteobacteria; Desulfovibrionales; 


gi|219878234 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


219878155 
sequenc 


gi 


gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


219857644 
21355 


gi 


gi| 219857605 


16S ribosomal RNA, partial sequence 21901 
Bacillales; Bacillaceae; Amphibacillus. 


gi| 219857602 


ain M712 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


gi|219857561 


n YIM 41004 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


gi| 219857539 


6S ribosomal RNA, partial sequence 2288984 22904 
ridia; Clostridiales; Lachnospiraceae; Lachnobac 
505442 Bacteria_16S 


gi| 219857472 
2381197 23827 


219857275 
25888 


gi 


Enterococcus. 


gi|219857197 


16S ribosomal RNA, partial sequence 2687699 26891 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


505442 Bacteria_16S 


2699515 2699549 90 


MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


505442 Bacteria_16S 
JCM 9374 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


505442 Bacteria_16S 
JCM 4526 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


505442 Bacteria_16S 
s strain DSM11821 16S ribosomal RNA, partial seq 


weihenstephanensi 
weihenstephanensi 


505442 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


505442 Bacteria_16S 
ATCC 51145 16S ribosomal RNA, partial 


vitulinus strain 
vitulinus Bacteri 


505442 Bacteria_16S 


laceae; Bacillus. 
2753343 2753401 1 


eae; Planomonospora. 


2772953 2773011 1 
; Streptomyces. 
2870372 2870406 90 


s Bacteria; Firmicutes; 
2879842 2879876 90 


laceae; Bacillus. 
2908589 2908639 1 


Firmicutes; 
2910135 2910185 1 


a; 


Bacillales; 


124 


gi|219857189 


2698052 2699555 Bacil 


59 


gi|219857151 


somal RNA, partial sequence 2878366 2879894 Bacil 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


pasteuri Bacteria; Firmicutes; Bacillales; 
505442 Bacteria_16S 


2911679 2911729 1 


Desulfomicrobiaceae; 


Actinomycetales; 


Actinomycetales; Coryne 


terium. 


eae; 


tales; 


uence 


ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref |NR_025378.1 


Aerococcus 
6 Aerococcus 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


Des 


ref |NR_025373.1 


ulfomicrobium. 
Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


ref |NR_025294.1 
e 2053442 205491 


ref |NR_025241.1 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


ref |NR_025240.1 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref |NR_025193.1 
08 2191561 Amphib 


ref|NR_025190.1 
2194621 219603 


ref|NR_025149.1 
2256827 225829 
etales; 


ref|NR_025127.1 


Mycobacterium brumae 

cterium brumae Bacteria; 

aceae; Mycobacterium. 
Amphibacillus 

acillus fermentum 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


ref|NR_025060.1 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


ref |NR_024906.1 
00 2590328 Entero 


ref|NR_024825.1 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Nocardia sienata 


13 Nocardia sienata Bacteria; 


Nocardiacea 
NR_024817.1 
asahii Bacte 


ref 
lus 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


ref|NR_024764.1 
2771601 277308 
Streptomy 
ref|NR_024697.1 
286889 
Bacillus; Bacil 
ref|NR_024691.1 
lus flexus Bacte 


ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 


59 gi| 219857136 
Actinomyce 
124 gi| 219856878 
Bacillales; Bacillaceae; 
124 gi| 219856872 
51 gi| 219856851 
sequence 
Staphylococcus. 
51 gi|219856850 
Staphylococcus. 
lope gi| 219856849 


lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 


lugdunensis Bacteria; Firmicutes; Bacillales; 


Staphylococcus. 


e; Nocardia. 
Bacillus asahii strain 
ria; Firmicutes; 


Planomonospora 
5 Planomonospora 
rangineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus flexus strain 
ria; Firmicutes; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


2910285 291177 


Staphylococcus 
6 Staphylococcus 


505442 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


505442 Bacteria_16S 
delphini strain ATCC 4917 


delphini Bacteria 


505442 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


505442 Bacteria_16S 


arlettae Bacteria 


505442 Bacteria_16S 


macrosporus strai 
mMacrosporus Bacte 
Streptomycetaceae 


505442 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


505442 Bacteria_16S 


strain F98.3HR69 


505442 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


505442 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


505442 Bacteria_16S 


strain DSM 20315 


505442 Bacteria_16S 


strain DSM 20032 


505442 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


505442 Bacteria_16S 


strain DSM 8723 1 


Firmicutes; Bacil 


505442 Bacteria_16S 


strain DSM 8722 1 


Firmicutes; Bacil 


505442 Bacteria_16S 


strain DSM 8715 1 


Firmicutes; Bacil 


505442 Bacteria_16S 


DSM 6307 16S ribo 


Bacillales; Bacil 


505442 Bacteria_16S 


sporothermodurans 
sporothermodurans 


505442 Bacteria_16S 


strain FD 25934 1 
Actinobacteria; A 
Actinomadura. 


505442 Bacteria_16S 


strain 104 16S r 
Actinobacteria; A 


505442 Bacteria_16S 


strain AW 25 16S 


Firmicutes; Bacil 


505442 Bacteria_16S 


strain 2917B 16S 


Firmicutes; Bacil 


505442 Bacteria_16S 


strain ATCC 10379 


Bacteria; Firmicu 


2913221 29132711 51 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
tes; Bacillales; Staphylococcus. 

2914765 2914815 1 Sl gi| 219856847 |ref|NR_024666.1| Staphylococcus 

1 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
; Firmicutes; Bacillales; Staphylococcus. 
2916308 2916358 1 51 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
tes; Bacillales; Staphylococcus. 
2917850 2917900 1 51 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
; Firmicutes; Bacillales; Staphylococcus. 

2978324 2978382 1 59 gi|219846938|ref|NR_026530.1| Streptomyces 
n A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

3023881 3023939 1 59 gi|219846908|ref|NR_026500.1| Gordonia 
s strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
s Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
donia. 

3099483 3099541 1 59 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

3156739 3156797 1 59 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
n DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

3217444 3217564 1 122 gi| 219846776 |ref|NR_026368.1| Streptococcus 
in S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
tes; Lactobacillales; Streptococcaceae; Streptococcus. 

3453499 3453557 1 59 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
3455025 3455083 1 59 gi|219846607|ref|NR_026199.1| Kocuria kristinae 
16S ribosomal RNA, partial sequence 3453662 3455136 Kocuria kristinae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
3535478 3535512 90 124 gi|219846553|ref|NR_026145.1]| Bacillus 
DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

3537045 3537079 90 124 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
6S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
lales; Bacillaceae; Bacillus. 

3538601 3538635 90 124 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 
6S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 
lales; Bacillaceae; Bacillus. 

3544855 3544889 90 124 gi| 219846547 |ref|NR_026139.1| Bacillus pseudofirmus 
6S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 
lales; Bacillaceae; Bacillus. 

3546411 3546445 90 124 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
somal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
laceae; Bacillus. 

3723949 3723983 90 124 gi|219846419|ref|NR_026010.1| Bacillus 

strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

3728260 3728318 1 59 gi|219846416|ref|NR_026007.1| Actinomadura macra 
6S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 

3745797 3745855 1 59 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 
ibosomal RNA, partial sequence 3744485 3745896 Nonomuraea fastidiosa Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 

3845602 3845652 1 51 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
ribosomal RNA, partial sequence 3844228 3845697 Staphylococcus warneri Bacteria; 
lales; Staphylococcus. 

3872920 3872954 90 124 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3874507 3874541 90 124 gi|219846313|ref|NR_025903.1| Gemella haemolysans 

16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

4032214 4032339 1 124 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 


505442 Bacteria_16S 


strain NRRL B-163 


27 16S ribosomal RNA, partial sequence 


4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 


505442 Bacteria_1 
lechevalierae str 
lechevalierae Bac 


Glycomycetaceae; 


505442 Bacteria_1 
campisalis strain 
Firmicu 
505442 Bacteria_1 


Bacteria; 


strain 1843-02 16 
Firmicutes; 


Bacillales; Bacillaceae; Anaerobacillus. 

505442 Bacteria_16S 206710 206747 91 128 gi|265678926|ref|NR_029234.1 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
505442 Bacteria_16S 208245 208278 92 125 gi|265678924|ref|NR_029232.1 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 
505442 Bacteria_16S 209800 209833 92 125 gi| 265678923 |ref|NR_029231.1 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
505442 Bacteria_16S 269034 269091 1 58 gi| 265678881 |ref|NR_029187.1 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

505442 Bacteria_16S 424365 424398 91 124 gi|265678772|ref|NR_029077.1 
strain F12 16S ribosomal RNA, partial sequence 422881 42442 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

505442 Bacteria_16S 490300 490357 1 58 gi|265678725|ref|NR_029030.1 


strain QH3A7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


505442 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


505442 Bacteria_16S 
picturae strain R 


Bacteria; Firmicu 


505442 Bacteria_16S 
picturae strain R 


Bacteria; Firmicu 


505442 Bacteria_16S 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


505442 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


505442 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


505442 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


505442 Bacteria_16S 
CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Actinomycet 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


505442 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


505442 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


505442 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


505442 Bacteria_16S 


Lacto 
505442 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


6S 4035318 4035443 1 124 


gi 


Glycomyces. 


6S 4132049 4132083 90 124 


gi 
tes; Bacillales; Planococcaceae; 
6S 4172183 4172217 90 124 

S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
4222358 4222392 90 


gi 


124 gi 


ribosomal RNA, complete sequence 
543768 543825 1 

osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
583310 583359 75 124 gi 
ibosomal RNA, partial sequence 


58 gi 


tes; Bacillales; Bacillaceae; Virgibac 
719517 719550 91 124 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
831731 831780 1 50 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
875533 875590 1 58 gi 


Streptosporangium. 
890636 890693 1 58 gi 
rain 3.24 16S ribosomal RNA, partial s 


eae; 


Actinomadura. 

898343 898376 90 123 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
1035130 1035179 1 50 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1057933 1058058 1 125 gi 


ae; 
gi 


ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


SF-57 16S ribosomal RNA, partial sequ 
Marin 


cteria; Actinobacteria; Actinobacterid 


219846200 
rt 
e; 


219846126 
en 
ibacillus. 

219846099 


4170715 41722 
Vagococcu 


s. 
219846060 


4220889 4222400 Bacil 


488917 49045 
ococcineae 


265678690 


542382 54390 
Deferriba 


265678664 


581868 58337 


607307 607356 1 50 gi| 265678647 |ref|NR_028952.1 
-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceano 
tes; Bacillales; Bacillaceae; Oceanobacillus. 

607395 607428 91 124 gi| 265678647 |ref|NR_028952.1 
-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceano 
tes; Bacillales; Bacillaceae; Oceanobacillus. 

624016 624136 1 124 gi|265678636|ref|NR_028941.1 
n IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
e; Corynebacterium. 

719429 719478 1 50 gi| 265678569 |ref|NR_028873.1 
n 123 16S ribosomal RNA, complete sequence 718019 719581 Virgib 


illus. 
265678569 
ence 71801 
illus. 
265678492 
quence 


265678462 
uence 


265678451 
equence 
ae; 


265678446 


896853 89837 


cus. 
265678355 
10337 
urinibacil 
265678339 


ial sequ 
Actinomycet 


ce 41305 


nterococca 


Actino: 


ref 
ence 


NR_025790.1 

403395 
ales; Glyco 
ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025689.1 


ref 
lus 


NR_025650.1 
macyae Bacte 


; Jonesiaceae; J 
ref |NR_028995.1 
0 Deferribacter 
cter 
ref 


NR_028969.1 


ref |NR_028873.1 
9 719581 Virgib 


ref|NR_028795.1 
830324 831835 
ceae; Enterococc 
ref|NR_028765.1 
874217 875635 
ales; Streptospo 


, 


ref|NR_028753.1 
889276 890727 
mycetales; Strep 


ref|NR_028748.1 
6 Enterococcus 


ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 


Glycomyces 
0 4035456 Glycomyces 


mycineae; 


Marinibacillus 
bacillus campisalis 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Taylorella 
Taylorella 
ligenaceae; Taylorella. 
Clostridium 
Clostridium 
stridium. 
Clostridium sporogenes 
idium sporogenes 


Actinomadura cremea 
269132 Actinomadura 


les; 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Deferribacter abyssi 
abyssi Bacteria; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Oceanobacillus 
bacillus picturae 


Oceanobacillus 
bacillus picturae 


Corynebacterium 
Corynebacterium 
cterineae; 


Virgibacillus 
acillus marismortui 


Virgibacillus 
acillus marismortui 


Enterococcus 
Enterococcus 

us. 
Streptosporangium 
Streptosporangium 
rangineae; 


Actinomadura 
Actinomadura 


tosporangineae; 


Enterococcus avium 


avium Bacteria; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 


ref|NR_028641.1 


Rhodopseudomonas 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 


rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Rhodopseudomonas. 


505442 Bacteria_16S 1107560 1107617 1 58 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

505442 Bacteria_16S 1109106 1109163 1 58 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

505442 Bacteria_16S 1133322 1133379 1 58 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

505442 Bacteria_16S 1218034 1218091 1 58 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

505442 Bacteria_16S 1346736 1346856 1 124 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

505442 Bacteria_16S 1528163 1528220 1 58 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

505442 Bacteria_16S 1535711 1535768 1 58 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

505442 Bacteria_16S 1605668 1605725 1 58 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

505442 Bacteria_16S 1607209 1607266 1 58 gi|219878472|ref|NR_025611.1| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

505442 Bacteria_16S 1760946 1761066 1 124 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

505442 Bacteria_16S 1762467 1762587 1 124 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

505442 Bacteria_16S 1771421 1771478 1 58 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

505442 Bacteria_16S 1952529 1952586 1 58 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

505442 Bacteria_16S 2164109 2164142 92 125 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

505442 Bacteria_16S 2356774 2356898 1 125 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

505442 Bacteria_16S 2451060 2451109 1 50 gi|219857419|ref|NR_025007.1| Laceyella putida 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

505442 Bacteria_16S 2729728 2729777 1 50 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

505442 Bacteria_16S 2751847 2751904 1 58 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

505442 Bacteria_16S 2822664 2822721 1 58 gi|219856909|ref|NR_024730.1| Planomonospora 


parontospora subs 


Actinomycetales; 


p. 


Streptosporangineae; 


antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 
Planomonospora parontospora subsp. 


2821321 2822766 


antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; Planomonospora. 


505442 Bacteria_16S 2875119 2875152 91 


124 


gi 


219856875|ref|NR_024694.1 


Pullulanibacillus 


naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 


naganoensis Bacteria; Firmicutes; Bacillales; 


505442 Bacteria_16S 3148988 3149108 1 


124 


Pullulanibacillus. 


gi 


219846823|ref|NR_026415.1 


Corynebacterium 


falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
505442 Bacteria_16S 3250715 3250772 1 


strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 


505442 Bacteria_16S 3252215 3252272 1 


strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 
505442 Bacteria_16S 3311429 3311486 1 


58 


58 


58 


strain 1A-C 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 


505442 Bacteria_16S 3360184 3360304 1 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 336033 


124 


gi 


219846754|ref|NR_026346.1 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


Streptosporangineae; Streptosporangiaceae; Nonomuraea. 


gi 


219846753|ref|NR_026345.1 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


Streptosporangineae; Streptosporangiaceae; 


gi 
33 


gi 


219846713|ref|NR_026305.1 


219846677|ref|NR_026269.1 


Georgenia muralis 


10081 3311497 Georgenia muralis Bacteria; 


Brachybacterium 
2 Brachybacterium 


alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; Brachybacterium. 
505442 Bacteria_16S 3367841 3367898 1 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 336795 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Streptosporangium. 
505442 Bacteria_16S 3370837 3370894 1 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 337094 


58 


58 


gi 


gi 


219846672|ref|NR_026264.1 


Actinomycetales; Streptos 


219846670|ref|NR_026262.1 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 


carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Streptosporangiaceae; Streptosporangium. 
505442 Bacteria_16S 3372334 33723911 


58 


gi 


219846669|ref|NR_026261.1 


Streptosporangium 


album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Streptosporangium. 
505442 Bacteria_16S 3399558 3399615 1 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 339968 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
505442 Bacteria_16S 3459577 3459634 1 


protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 345969 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


Micrococcaceae; Arthrobacter. 
505442 Bacteria_16S 3467187 34672441 


58 


58 


58 


gi 


gi 


gi 


nicotianae strain DSM 20123 16S ribosomal RNA, partial 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
505442 Bacteria_16S 3543300 3543333 91 


124 


gi 


219846646 | ref |NR_026238.1 
Actinomycetales; Micrococ 


219846603|ref|NR_026195.1 


219846598] ref |NR_026190.1 
sequence 3465830 346730 
Actinomycetales; Micrococc 


219846548|ref|NR_026140.1 


Streptosporangiaceae; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter 
1 Arthrobacter 


ineae; Micrococcaceae; 


Bacillus clausii 


strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


505442 Bacteria_16S 3584323 3584356 92 


thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 358438 
thermopalmarium Bacteria; Firmicutes; Clostridia; 


505442 Bacteria_16S 3678692 3678749 1 


thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 367884 
Deferribacterales; Deferribacteraceae; De 


thermophilus Bacteria; Deferribacteres; 
505442 Bacteria_16S 3725347 3725404 1 


125 


58 


58 


gi 


Clostridiales; Clostridiaceae; 


gi 


gi 


verrucosospora strain A-184 16S ribosomal RNA, partial 


verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 


Thermomonosporaceae; Actinomadura. 
505442 Bacteria_16S 3732628 3732685 1 


58 


gi 


219846520|ref|NR_026112.1 


219846452 |ref|NR_026043.1 


219846418] ref |NR_026009.1 
sequence 3724040 372545 


219846413|ref|NR_026004.1 


Clostridium 

5 Clostridium 
Clostridium. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura coerulea 


strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
505442 Bacteria_16S 3735556 3735613 1 


subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 373565 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 


Streptosporangiaceae; Microbispora. 
505442 Bacteria_16S 3738475 3738532 1 


strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


505442 Bacteria_16S 3741404 3741461 1 


58 


58 


58 


Streptosporangineae; Thermomon 


gi 


gi 


gi 


219846411|ref|NR_026002.1 


219846409|ref|NR_026000.1 


osporaceae; 
Microbispora rosea 
5 Microbispora rosea 


osporangineae; 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
Streptosporangineae; Streptosp 


orangiaceae ; Nonomuraea. 


219846407 |ref|NR_025998.1 


niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microt 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Microtetraspora. 


Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


219878179 
20242 
219878178 
20257 
gi| 219878177 
RNA, partial 
gi| 219878176 
20287 
gi| 219878175 
sequence 
gi| 219878174 
sequence 
gi| 219878172 
sequence 
gi|219878171 
20347 
219878170 
20362 
219878169 
20378 
219878168 
20393 
gi| 219878167 
sequence 
gi| 219878166 
sequence 
i|219878165 
20440 
219878161 
20471 
219878160 
20471 
219878159 
20487 
219878158 
20503 
gi|219878157 
sequence 
gi| 219878155 
sequence 
gi| 219878154 
sequence 
gi| 219878153 
sequence 
gi| 219878152 
sequence 
gi| 219878150 
20595 
gi| 219878149 
sequence 
i|219878148 
20624 
219878147 
20639 
219878146 
20655 
219878145 
20685 
219878144 
20685 
219878143 
20701 
219878142 
20717 
219878141 
20732 
219878139 
20747 
gi| 219878138 
sequence 

gi| 219878137 
sequence 


gi 


ref|NR_025318.1 
59 2025708 
ref|NR_025317.1 
59 2027165 
ref|NR_025316.1 
sequence 202721 
ref|NR_025315.1 
54 2030144 
ref 


6 


0 


5 


2 


53 2036233 
ref|NR_025309.1 
84 2037751 
ref|NR_025308.1 
02 2039307 
ref |NR_025307.1 
58 2040867 
ref|NR_025306.1 
2040918 204243 
ref|NR_025305.1 

2042490 204400 
ref |NR_025304.1 
53 2045572 
ref|NR_025300.1 
17 
ref |NR_025299.1 
68 2048707 
ref |NR_025298.1 
58 2050263 
ref|NR_025297.1 
14 2051824 
ref |NR_025296.1 

2051875 205339 
ref |NR_025294.1 

2053442 205491 
NR_025293.1 
2054970 205638 
NR_025292.1 
2056438 205792 
NR_025291.1 

2057971 205946 
ref|NR_025289.1 
20 2060972 
ref |NR_025288.1 

2061023 206241 
ref|NR_025287.1 
66 2063937 
ref |NR_025286.1 
88 2065461 
ref|NR_025285.1 
12 2067008 
ref |NR_025284.1 
42 
ref |NR_025283.1 
93 2070074 
ref |NR_025282.1 
25 2071678 
ref |NR_025281.1 
29 2073175 
ref |NR_025280.1 
26 2074709 
ref|NR_025278.1 
60 2076200 
ref|NR_025277.1 

2076251 207775 


9 


2 


1 


9 


7 


0 


9 


5 


6 


ref |NR_025276.1 
2077807 2079320 


Isochromatium buderi strain DSM 176 16S ribosomal RNA, complete sequence 
Aeromonas popoffii strain LMG 317541 16S ribosomal RNA, partial sequence 
Pectobacterium carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal 
2028703 

Chromatium okenii strain DSM 169 16S ribosomal RNA, partial sequence 
Corynebacterium variabile strain DSM 20132 16S ribosomal RNA, partial 
Alicyclobacillus hesperidum strain FR-11 16S ribosomal RNA, partial 
Mycobacterium smegmatis strain ATCC 19420 16S ribosomal RNA, partial 

Rothia nasimurium strain CCUG 35957 16S ribosomal RNA, partial sequence 
Corynebacterium simulans strain UCL553 16S ribosomal RNA, partial sequence 
Virgibacillus proomii strain LMG 12370 16S ribosomal RNA, partial sequence 
Dolosicoccus paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 
Pseudoxanthomonas broegbernensis strain B1616/1 16S ribosomal RNA, partial 
Stenotrophomonas nitritireducens strain L2 16S ribosomal RNA, partial 
Luteimonas mephitis strain B1953/27.1 16S ribosomal RNA, partial sequence 
Prevotella albensis strain M384 16S ribosomal RNA, partial sequence 2045623 
Paenibacillus borealis strain KK19 16S ribosomal RNA, complete sequence 
Anaeroarcus burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 
Anaerosinus glycerini strain DSM 5192 16S ribosomal RNA, partial sequence 
Mycobacterium elephantis strain DSM 44368 16S ribosomal RNA, partial 
Streptomyces stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial 
Streptomyces reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial 
Streptomyces somaliensis strain DSM 40738 16S ribosomal RNA, partial 
Streptomyces thermocoprophilus strain B19 16S ribosomal RNA, partial 
Eubacterium sulci strain ATCC 35585 16S ribosomal RNA, partial sequence 
Lamprocystis roseopersicina strain DSM 229 16S ribosomal RNA, partial 
Cellulophaga fucicola strain NN0O15860 16S ribosomal RNA, partial sequence 
Cellulophaga baltica strain NN015840 16S ribosomal RNA, partial sequence 
Micrococcus antarcticus strain T2 16S ribosomal RNA, partial sequence 
Thauera terpenica strain 58Eu 16S ribosomal RNA, partial sequence 2067059 
Thauera linaloolentis strain 47Lol 16S ribosomal RNA, partial sequence 
Thermobacillus xylanilyticus strain XE 16S ribosomal RNA, complete sequence 
Prevotella enoeca strain ATCC 51261 16S ribosomal RNA, partial sequence 
Castellaniella defragrans strain 54Pin 16S ribosomal RNA, partial sequence 
Bartonella tribocorum strain IBS 506 16S ribosomal RNA, partial sequence 


Propionibacterium propionicum strain DSM 43307 16S ribosomal RNA, partial 


Propionibacterium granulosum strain DSM 20700 16S ribosomal RNA, partial 


505442 Bacteria_16S 


strain T/457 16S 


Microtetraspora. 


505442 Bacteria_16S 


strain IFO 14094 


strain IFO 13155 


strain IFO 14745 


strain KMM 3637 1 


strain L532 16S r 
Firmicutes; Lacto 


505442 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


505442 Bacteria_16S 


strain MB312 16S 


delbrueckii subsp 


3742867 3742924 1 


3744331 3744388 1 


3747255 3747312 1 


3748718 3748775 1 


4121321 41213781 


17880 18002 1 


bacillales; 
131842 131874 92 
ribosomal RNA, 
284285 284329 79 
Proteobacteria; 


eria; 


352670 352738 1 


381123 381246 1 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


505442 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


strain E7107 16S 


505442 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


505442 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


505442 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


505442 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


505442 Bacteria_16S 
n CCUG 42692 16S ribosomal RNA, partia 
Lactobacillales; 


gallinaceus strai 
gallinaceus Bacte 


505442 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


505442 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


505442 Bacteria_16S 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


505442 Bacteria_16S 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


505442 Bacteria_16S 


391937 391981 81 


447532 447576 81 


551499 551622 1 


teria; Firmicutes; 
653028 653096 1 
ridia; Clostridiales; 
1021379 1021494 1 
bosomal RNA, 
bacillales; 
1047431 1047479 1 
teria; Firmicutes; 
1225541 1225664 1 


Firmicutes; 
1288857 1288981 1 


ria; 


Weissella. 

1306912 1306980 1 
RNA, complete sequence 
ia; Rhizobiales; 
1486031 1486153 1 


1541893 15419641 


ae; Actinokineospora. 
1657150 1657272 1 


58 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


58 


58 


58 


58 


ibosomal RNA, partial sequence 
Lactobacillaceae; 


complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
505442 Bacteria_16S 


ococcineae; Brevibacteriac 

125 gi|265679052|ref|NR_029360.1 

16478 18031 Lactobacillus 
Lactobacillus. 

124 gi| 265678975 |ref|NR_029283.1 

130392 131902 Chrysiogenes 

ogenes. 

123 gi|265678871|ref|NR_029177.1 


69 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
505442 Bacteria_16S 


125 


indicus Bacteria; 


125 


125 


ribosomal RNA, partial sequence 


125 


69 


ibosomal RNA, partial sequence 


117 


complete sequence 
Streptococcaceae; 


49 


124 


125 


69 


1305606 1307012 Starkeya 
Xanthobacteraceae; 


125 


72 


125 


gi 


3741557 37429 
osporang 


gi 


gi 


gi 


gi 


gi 


Stre 


Stre 


Stre 


219846406 


pt 


219846405 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
505442 Bacteria_16S 


pt 
219846403 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
505442 Bacteria_16S 


pt 
219846402 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
505442 Bacteria_16S 


Streptosporang 


219846137 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 


in B54 16S ribosomal RNA, complete sequence 
Deltaproteobacte 


ria; 


265678823 


351363 35277 


gi 


indicus strain NCC725 16S ribosomal 


gi 


n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
505442 Bacteria_16S 


gi 


biaceae; 
265678801 


265678794 
ce 39048 
riales; 
265678757 


446125 44760 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


ain KU-3 16S ribosomal RNA, partial se 
Lactobacillales; 


gi 


La 


265678685 
quence 


265678615 


651676 65311 


Clostridiaceae; 


gi 


265678364 


1019984 10214 


Streptoc 


gi 


Bacilla 


gi 


gi 


gi 


gi 


gi 


gi 


Stre 


st 


occus. 
265678347 


ain BLx 16S ribosomal RNA, partial sequence 
Bacillales; 


ceae; 
219878314 
1 sequence 
ptococcace 
219846052 


1287447 1289004 Weiss 


219846269 


arkeya. 
219857250 
quence 
ria; Rhizo 


219857375 
ial sequen 
Actinomyc 


219878437 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


osporang 


osporang 


Desul 


RNA, parti 
Firmicutes; 


Bu 


Acetobacte 


ctobacilla 


Cera 


ref |NR_025997.1 


ineae; Streptosp 


ref|NR_025996.1 


inea 
ref 


e; Streptosp 
NR_025994.1 


inea 
ref 


e; Streptosp 
NR_025993.1 


ineae; Streptos 
ref|NR_025727.1 


282818 28433 
fobacterales; D 


3 
e 


ref|NR_029128.1 


bium. 
NR_029106.1 
equence 


ref 
als 


ref |NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref|NR_029062.1 


raceae; Roseomon 
ref|NR_028990.1 

550095 551652 
ceae; Lactobacil 
ref |NR_028920.1 


ref|NR_028666.1 
95 Streptococcus 


ref|NR_028649.1 

1046039 104752 
sibacillus. 
ref|NR_025453.1 

1224170 122567 
Streptococcu 
NR_025642.1 
soli Bacter 


ae; 
ref 
ella 
ref|NR_025859.1 
novella Bact 


ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


ref|NR_025576.1 


Lactobacillales; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae 7 Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
porangiaceae; Nonomuraea. 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Lactobacillus perolens 
perolens Bacteria; 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 
Rhodo 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Chitinimonas 

imonas taiwanensis 
Chitinimonas. 
Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Lactobacillus 
Lactobacillus 

lus. 
Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 
Clostridium. 


Streptococcus gordonii 
gordonii Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Streptococcus 
1 Streptococcus 
Ss. 
Weissella soli strain 
ia; Firmicutes; 


Starkeya novella DSM 
eria; Proteobacteria; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Actinokineospora 
4 Actinokineospora 


cardineae; 


Ochrobactrum 


1655822 165727 


4 Ochrobactrum 


505442 Bacteria_16S 1750230 1750354 1 125 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

505442 Bacteria_16S 1751722 1751846 1 125 gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae 
strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

505442 Bacteria_16S 2108177 2108213 89 125 gi|219878115|ref|NR_025254.1]| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

505442 Bacteria_16S 2221667 2221735 1 69 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

505442 Bacteria_16S 2223077 22231451 69 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

505442 Bacteria_16S 2358305 2358426 1 124 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

505442 Bacteria_16S 2995040 2995162 1 125 gi|219846927|ref|NR_026519.1| Agrobacterium 
larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 2993732 2995168 Agrobacterium 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

505442 Bacteria_16S 3069334 3069458 1 124 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

505442 Bacteria_16S 3102406 3102527 1 124 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 


strain 2Z-7934 16S 


ribosomal RNA, partial sequence 


3101054 31025 


35 Tindallia magadiensis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

505442 Bacteria_16S 3132408 3132530 1 125 gi|219846834|ref|NR_026426.1| Mesorhizobium 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3131100 3132536 Mesorhizobium 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

505442 Bacteria_16S 3352412 3352533 1 124 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 
505442 Bacteria_16S 3526264 3526384 1 124 gi|219846559|ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 3555516 3555640 1 125 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

505442 Bacteria_16S 3684629 3684751 1 125 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

505442 Bacteria_16S 3851552 38516711 124 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

505442 Bacteria_16S 3968169 3968291 1 125 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

505442 Bacteria_16S 4001862 4001986 1 125 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

505442 Bacteria_16S 1350 1473 A 124 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

505442 Bacteria_16S 25628 25671 1 44 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 27103) 27142 #1 40 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 33260 33382 1 124 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


505442 Bacteria_1 
strain TCl 16S ri 
G 
505442 Bacteria_16S 
strain Y6 16S rib 
G 
505442 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain KPA 16S ri 
Firmicutes; 


6S 60536 60571 89 124 gi|265679024|ref|NR_029332.1 
bosomal RNA, partial sequence 59080 60579 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
62084 62119 89 124 gi| 265679023 |ref|NR_029331.1 
osomal RNA, partial sequence 60630 62129 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
95150 95185 90 125 gi|265679000|ref|NR_029308.1 
bosomal RNA, complete sequence 93645 95214 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 
137857 137979 1 124 gi|265678971|ref|NR_029279.1 
osomal RNA, partial sequence 136495 13800 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
156197 156232 89 124 gi|265678959|ref|NR_029267.1 


505442 Bacteria_16S 
formicaceticum st 
formicaceticum Ba 
505442 Bacteria_16S 
arborescens strai 
arborescens Bacte 
Microbacteriaceae 
505442 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


505442 Bacteria_16S 
1787 16S ribosoma 
Clost 
505442 Bacteria_16S 


Firmicutes; 


strain 22 16S rib 
Firmicutes; Clost 


505442 Bacteria_16S 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequenc 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Sedimentibacter. 

505442 Bacteria_16S 345382 345417 90 125 gi| 265678828 
strain 124-2 16S ribosomal RNA, partial sequence 343905 34542 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
505442 Bacteria_16S 413609 413644 90 125 gi| 265678779 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 
505442 Bacteria_16S 590699 590738 1 40 gi| 265678659 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 59079 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
505442 Bacteria_16S 639429 639464 89 124 gi| 265678625 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 63798 


Bacteria; Proteob 


505442 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


505442 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


505442 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


505442 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


505442 Bacteria_16S 


strain PYAN-1 16S 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; E 
505442 Bacteria_16S 1312998 1313033 89 124 gi| 228721465 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xant 
Xanthomonas. 

505442 Bacteria_16S 1420579 1420613 90 124 gi| 224581445 


strain TH-23 16S 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


strain DSM 20127 


Lacto 
505442 Bacteria_16S 
strain 27 16S rib 


cteria; Firmicutes; Clostridia; 
159211 159333 1 124 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 

165373 165408 90 125 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
185095 185154 65 124 gi 
1 RNA, partial sequence 
ridia; Clostridiales; 
201947 201990 1 
osomal RNA, partial sequence 
ridia; Clostridiales; 
329847 329890 1 


, 


Clostridiaceae; 
44 gi 


Clostridiales Fa 
44 gi 


acteria; Gammaproteobacteria; Xanthomo 
648677 648759 1 83 gi 


Actinomycetales; Micrococcineae; Micr 
868201 868236 89 124 gi 


ammaproteobacteria; Xanthomonadales; xX 
910659 910718 65 124 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
1175850 1175889 86 125 gi 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1282613 1282656 1 44 gi 
ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1446835 1446870 90 125 
osomal RNA, partial sequence 


gi 


1502519 1502602 1 
16S ribosomal RNA, 


83 gi 
complete sequence 


rain Al 16S ribosomal RNA, partial seq 
Clostr 


183663 185179 Clost 


200572 20203 


somal RNA, partial sequence 647310 648789 Kocur 


16S ribosomal RNA, partial sequence 866725 86827 


1174405 11758 


1281261 12827 


1419106 14206 


1445391 14468 
ammaproteobacteria; Pseudomonadales; Moraxellace 
505442 Bacteria_16S 


uence 
idiales; C 
265678957 
sequence 
Actinomyc 


265678953 
sequence 
Lactobaci 

265678940 


Clostridiu 
265678929 


mily XI. I 
265678841 


nadales; X 
265678619 


ococcaceae 
265678467 


anthomonad 
265678438 
quence 

iales; Clo 
228718578 


a. 
219846087 


224581423 


154728 156242 
lostridiaceae; C 
ref|NR_029265.1 

157869 159336 
etales; Micrococ 


ref|NR_029261.1 
163866 165437 
llaceae; Lactoba 
ref |NR_029248.1 
ridium nexile DS 
m. 
ref |NR_029237.1 
ncertae Sedis; H 
ref |NR_029146.1 
e 328486 329942 
Clostridiales F 


ref |NR_029133.1 
3 Lactobacillus 


ref |NR_029084.1 

412124 413673 
; Lactobacillus. 
ref |NR_028964.1 


m. 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028924.1 
ia polaris Bacte 
; Kocuria. 
ref|NR_028770.1 


aceae; Xanthomon 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref|NR_027574.1 


ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 
ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_027227.1 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 


219846604 


ref|NR_026196.1 


amily XI. 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 
as. 


Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 
as. 


Lactobacillus lindneri 


lindneri Bacteria; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 
eae; 


Oerskovia. 
Clostridium 
Clostridium 


lostridium. 


Microbacterium 
Microbacterium 


cineae; 


Lactobacillus 
Lactobacillus 


cillus. 


Clostridium nexile 


M 1787 Bacteria; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 
elcococcus. 


Sedimentibacter 
Sedimentibacter 
Incertae 


DSM 


Lactobacillus pentosus 


pentosus Bacteria; 


Lactobacillus 
Lactobacillus 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Stenotrophomonas 


rophomonas rhizophila 
Stenotrophomonas. 


Kocuria polaris strain 


ria; Actinobacteria; 


Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
as. 


Clostridium 
Clostridium 


stridium. 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Entomoplasma somnilux 


somnilux Bacteria; 


Xanthomonas arboricola 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Psychrobacter areno 


arenosus Bacteria; 
Nay 


Sinomonas atrocyane 


3 Xanthomonas arboricola 
thomonadaceae; 


sus 


a 


1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Sinomonas. 


505442 Bacteria_16S 
strain PC18 16S r 
Clost 
505442 Bacteria_16S 
strain ATCC 25258 
Firmicu 
505442 Bacteria_16S 
strain NRRL B-162 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
505442 Bacteria_16S 


Firmicutes; 


Bacteria; 


strain R-13291 16 
Proteobacteria; 


strain R-10289 16 
Proteobacteria; 


strain R2014 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
505442 Bacteria_16S 
strain NF11 16S r 
G 
505442 Bacteria_16S 
strain NF23 16S r 
G 
505442 Bacteria_16S 
paurometabola str 


Proteobacteria; 


Proteobacteria; 


paurometabola Bac 


Cellulomonadaceae 
505442 Bacteria_16S 


strain DSM 46000 


Bacteria; 


Corynebacterium. 


505442 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 


Pseudoxanthomonas. 
505442 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


505442 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; 


strain MK405 16S 
Tenericutes; Moll 


505442 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


505442 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


505442 Bacteria_16S 


strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 


505442 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


1519056 1519115 65 124 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1526745 1526780 90 125 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1540344 1540415 1 72 gi 
38 16S ribosomal RNA, partial sequence 


gi 


1654182 1654217 89 124 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655729 1655764 89 124 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1669459 1669581 1 124 gi 
ribosomal RNA, partial sequence 


gi 


1722959 1722994 90 125 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1724500 1724535 90 125 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1806264 1806386 1 124 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1807802 1807924 1 


gi 


’ 


124 gi 


1953983 1954038 1 56 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

1979818 1979849 94 125 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2037624 2037744 1 124 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2042383 2042418 89 124 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


2043943 2043978 89 124 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2045518 2045553 89 124 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; X 
2202097 2202136 79 118 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2319059 2319094 89 124 gi 


acteria; Gammaproteobacteria; Xanthomo 
2320651 2320686 89 124 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2325138 2325193 1 56 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2451129 2451176 71 118 gi 


lales; Thermoactinomycetaceae; Laceyel 


505442 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


Ac 


te 


qu 
ct 


en 
na 


te 


al 


219857618 


1517647 15191 


H 
219857499 


’ 


219857376 


do 
219878439 


1652728 16542 
thomonad 


an 
219878438 


1654275 16557 
thomonad 


an 
219878429 


1668114 16695 
mycineae 


no 
219878393 


1721510 17230 
oraxellace 


219878392 


1723051 17245 
oraxellace 


219878332 
al 
e; 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 
auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 
505442 Bacteria_16S 
anilini strain An 
Proteob 
505442 Bacteria_16S 
simulans strain U 
Bacteria; Actinob 


oc 
219878226 
sequence 


219878209 


acterales; 
219878170 
nce 20 
ales; C 


219878167 
1 seque 
ria; 


219878166 
ence 
eria; 


219878165 

20440 
an 
219857598 


2200688 22021 


219857517 
ce 23175 
dales; 
219857516 
sequence 
ria; X 


219857513 
23238 


es; Co 


219857419 


16S ribosomal RNA, partial sequence 2449732 24511 


la 


2674103 2674138 90 125 gi 
rain OND 32 16S ribosomal RNA, 


cteria; Firmicutes; Lactobacillales; 


219857207 


complete sequence 
Lactobacillaceae; 


15252 
Lactobac 


15389 
nocardin 


sequenc 
Actinomycet 


tinomyce 


19783 


362 
ory 


nce 


Xan 


Xa 


thomonad 


xX 


an 


ry 


ref|NR_025207.1 


ref |NR_025087.1 
89 1526784 Lacto 
illus. 
ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_025578.1 


acea 
ref 


e; Thermomon 
NR_025577.1 


acea 
ref 


e; Thermomon 
NR_025568.1 


; Actinomycetace 
ref |NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025471.1 
e 1804913 180639 
ales; Microc 
ref|NR_025470.1 
; Cellulomonadac 
ref|NR_025365.1 

1952641 195404 
tales; Corynebac 


ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


ref|NR_025306.1 
2040918 204243 
thomonadales; Xa 


ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


ref |NR_025304.1 
53 2045572 Luteim 
aceae; Luteimona 
ref|NR_025186.1 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae 


thomonadales; 


ref|NR_025101.1 
67 2325209 Coryne 
nebacterineae; C 


ref|NR_025007.1 


b 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 
espellia. 


Lactobacillus jensenii 
acillus jensenii 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 

Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Psychrobacter luti 
luti Bacteria; 
soa 
Psychrobacter 
fozii Bacteria; 
rs 
Oerskovia 
8 Oerskovia 
occineae; 


fozii 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
occineae; 


eae; Oerskovia. 
Corynebacterium 

7 Corynebacterium 

terineae; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 
onas mephitis Bacteria; 
s. 

Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Corynebacterium casei 
bacterium casei 


orynebacteriaceae; 


Laceyella putida 


92 Laceyella putida Bacteria; 


ref |NR_024835.1 
2672606 267416 
Lactobaci 


Lactobacillus 
4 Lactobacillus 
llus. 


505442 Bacteria_16S 
okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 
505442 Bacteria_16S 
herbarius strain 
Bacteria; Firmicu 
505442 Bacteria_16S 
nitritogenes stra 
nitritogenes Bacteria; 
505442 Bacteria_16S 

strain JCM 6484 1 
Firmicutes; Clost 
505442 Bacteria_16S 
strain JCM 9989 1 


eria; 


ridia; 


2716016 2716051 90 


in MD17 16S ribosomal RNA, partial seque 
Gammaproteobacte 


Proteobacteria; 


2788265 2788296 93 


CP-1 16S ribosomal RNA, partial sequence 
tes; Bacillales; Alicyclobacillaceae; 


2887285 2887324 1 


in JCM 6485 16S ribosomal RNA, partial 
Clostridia; 


Firmicutes; 
2888808 2888847 1 


Clostridiales; 
2890333 2890372 1 


125 219857178 
nce 


a; 


gi 
ri 


124 gi|]219857125 
Al 
219856865 
sequence 
iales; 
219856864 


40 gi 
Clostrid 


40 gi 


6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


Eu 


40 gi| 219856863 


6S ribosomal RNA, partial sequence 2888980 28904 


Pseudomon 


27867 
icycloba 


Eub 


bacterium. 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


ref|NR_024806.1 
2714566 271605 
adales; Mora 


Alicyclobacillus 
lobacillus herbarius 


ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref |NR_024684.1 
2885932 288740 
acteriaceae; Eubacterium. 
ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 


Eubacterium 
8 Eubacterium 


ref|NR_024682.1| Eubacterium budayi 
51 Eubacterium budayi Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

505442 Bacteria_16S 2938875 2938997 1 124 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 

505442 Bacteria_16S 2946618 2946653 90 125 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

505442 Bacteria_16S 3032993 3033114 1 124 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 3182592 3182627 89 124 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 


strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3184144 3184179 89 124 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3185696 3185731 89 124 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3187248 3187283 89 124 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3188800 3188835 89 124 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

505442 Bacteria_16S 3190352 3190387 89 124 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3191904 3191939 89 124 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3193456 3193491 89 124 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3195006 3195041 89 124 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3196558 3196593 89 124 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 


Proteobacteria; G 
505442 Bacteria_16S 
carbinolicum stra 
carbinolicum Bacteria; 
505442 Bacteria_16S 

wieringae strain 
wieringae Bacteria; 
505442 Bacteria_16S 
strain DSM 1030 1 
Firmicutes; Clostridia 
505442 Bacteria_16S 

strain LMG 5047 1 
Proteobacteria; G 
505442 Bacteria_16S 


Fi 


strain LMG 708 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Xanthomonadales; X 


3282516 3282563 77 


in DSM 2925 16S ribosomal RNA, partial 
Clostridia; 


Firmicutes; 
3284040 3284087 77 


DSM 1911 16S ribosomal RNA, partial se 


rmicutes; Clostridia; 
3285565 3285612 77 


; Clostridiales; 
3291623 3291658 89 


3293175 3293210 89 


anthomonadaceae; Xanthomonas. 
124 gi|219846733|ref|NR_026325.1| Acetobacterium 
sequence 3281102 3282570 Acetobacterium 
Clostridiales; Eubacteriaceae; Acetobacterium. 
124 gi|219846732|ref|NR_026324.1| Acetobacterium 
quence 3282621 3284094 Acetobacterium 
Clostridiales; Eubacteriaceae; Acetobacterium. 
124 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 


6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


Acetobacte 


124 219846727 


gi 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; X 


anthomonad 
gi|219846726 
3291719 32932 


124 


19 Acetobacterium woodii Bacteria; 
rium. 
ref|NR_026319.1| Xanthomonas oryzae 

68 Xanthomonas oryzae Bacteria; 

aceae; Xanthomonas. 

ref|NR_026318.1| Xanthomonas fragariae 
20 Xanthomonas fragariae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


505442 Bacteria_ 


strain LMG 538 16 
G 


Proteobacteria; 
505442 Bacteria_ 


albilineans strai 
albilineans Bacte 


Xanthomonas. 
505442 Bacteria_ 


strain B 16S ribo 
Clost 
505442 Bacteria_16S 


Clostridia; 


strain DSM 7083 1 


16S 3294727 3294762 89 124 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
16S 3296277 3296312 89 124 gi 
n LMG 494 16S ribosomal RNA, partial s 


ria; Proteobacteria; Gammaproteobacter 


gi 


16S 3302369 3302404 89 124 


gi 


Blautia. 
3357056 3357178 1 


ridiales; 


124 gi 


an 


eq 
ia 


’ 


219846725 
3293271 32947 
thomonad 
219846724 
uence 

Xantho: 


219846720 
somal RNA, partial sequence 3300930 3302411 Blaut 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 


ref|NR_026317.1 
aceae; Xanthomo 
ref|NR_026316.1 

3294823 329632 
monadales; Xant 


ref 
ias 


NR_026312.1 
chinkii Bac 


ref |NR_026271.1 


h 


+ 


Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
n 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Blautia schinkii 
eria; Firmicutes; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 

505442 Bacteria_16S 3502001 3502040 1 40 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 3508017 3508139 1 124 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

505442 Bacteria_16S 3511058 3511180 1 124 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

505442 Bacteria_16S 3512582 3512704 1 124 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

505442 Bacteria_16S 3775800 3775843 1 44 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

505442 Bacteria_16S 3886909 3886948 86 125 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

505442 Bacteria_16S 3897801 3897832 93 124 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

505442 Bacteria_16S 4018533 4018572 86 125 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 


strain SW-154 16S 
Proteobacteria; 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


505442 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


505442 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


505442 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


505442 Bacteria_16S 


strain CTCBS1 16S 


Proteobacteria; G 


505442 Bacteria_16S 


conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; 


505442 Bacteria_16S 


strain OK2 16S ri 


Proteobacteria; G 


505442 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


505442 Bacteria_16S 


G 
505442 Bacteria_16S 


ribosomal RNA, partial sequence 


4017086 40185 


81 Kangiella aquimarina Bacteria; 


ammaproteobacteria; Kangiella. 

4023172 4023207 90 125 gi|219846208|ref|NR_025798.1| Psychrobacter 
in JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

4033766 4033825 1 60 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
53 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
acteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 

4119760 4119803 1 44 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
bosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

24180 24210 94 124 gi| 265679048 |ref|NR_029356.1| Clostridium 
in 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

45262 45296 91 125 gi|265679034|ref|NR_029342.1]| Carnimonas nigrificans 

ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

108828 108886 1 59 gi|265678990|ref|NR_029298.1| Mycobacterium 

3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

385809 385843 91 125 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
bosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

402606 402664 1 59 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
train IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
tratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Agromyces. 

421157 421215 1 59 gi| 265678774 |ref|NR_029079.1| Brevibacterium 

antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 


antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


505442 Bacteria_16S 
rhizosphaerae str 
rhizosphaerae Bac 


Pseudomonas. 


505442 Bacteria_16S 


strain AU476 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
505442 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; 


Proteobacteria; 


aquilae strain S- 


Bacteria; Actinob 


Corynebacterium. 


505442 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; 


strain P 527/13 1 
Proteobacteria; 


strain P 538/23 1 
Proteobacteria; 


Acidithiobacillus 


505442 Bacteria_16S 


strain LV3 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


505442 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


505442 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; 


strain 3-p 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
505442 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


505442 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


505442 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


505442 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


505442 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


505442 Bacteria_16S 


VKM Ac-1401 16S r 


strain CIP 104663 
Proteobacteria; G 


505442 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


505442 Bacteria_16S 


G 
505442 Bacteria_16S 
strain R65 16S ri 
G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 
albertensis strai 
albertensis Bacte 


G 
505442 Bacteria_16S 


446013 446047 91 125 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


465748 465822 1 75 
ribosomal RNA, partial sequence 


gi 


471914 471948 91 125 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
493482 493516 91 125 gi 
bosomal RNA, partial sequence 


gi 


n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
565238 565320 1 83 
bosomal RNA, partial sequence 


gi 


586233 586283 1 51 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
612014 612048 91 125 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
640994 641028 91 125 gi 


ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
743868 743941 1 75 gi 
bosomal RNA, partial sequence 


759766 759800 91 

osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
776581 776694 1 115 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
822508 822542 91 125 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
895227 895261 91 125 gi 


125 gi 


etaproteobacteria; Burkholderiales; Bu 
896762 896796 91 125 gi 


etaproteobacteria; Burkholderiales; Bu 
912169 912227 1 59 gi 
ibosomal RNA, partial sequence 


961792 961826 91 125 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1024503 1024616 1 115 gi 
ibosomal RNA, complete sequence 


bacillales; Streptococcaceae; Streptoc 


265678758 
quence 
eria; 


265678741 


464412 46582 
Rhodospiri 


265678737 


470446 47199 
seudomonad 


265678723 


492024 49353 


sequence 


265678676 


563902 56532 
ococcineae 


265678662 
58488 


265678644 
equence 


265678624 


639529 64105 
seudomonad 


265678551 


742578 74395 
Rhodospiri 


265678540 


758305 75981 


eriaceae; 
265678529 


775183 77669 


occus. 
265678498 


821061 82256 
seudomonad 


265678448 


16S ribosomal RNA, partial sequence 893783 89526 
rkholderia 


265678447 


16S ribosomal RNA, partial sequence 895318 89680 
rkholderia 


265678437 


910794 91228 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 


265678404 
96032 


265678362 


1023111 10246 
occus. 


1089574 1089608 91 125 gi 


265678317 


Pseu 


ia; Acidit 


acillaceae 


seudomonad 


ref|NR_029063.1 

444544 446074 
domonadales; Ps 
ref|NR_029046.1 


llac 
ref 


eae; Inquil 
NR_029042.1 


aceae; Pseudomo 
ref |NR_029028.1 
5 Marinobacter 


562358 563851 
hiob 


ref|NR_028981.1 


; Microbacteriac 
ref |NR_028967.1 
8 586308 Bacill 


ref |NR_028949.1 

610536 612079 
; Lactobacillus. 
ref |NR_028929.1 


acea 
ref 


e; Pseudomon 
NR_028855.1 


llac 
ref 


eae; Rhodoci 
NR_028844.1 


Alysiella. 
ref |NR_028833.1 
4 Streptococcus 
ref |NR_028801.1 


acea 
ref 


e; Pseudomon 
NR_028750.1 
; Pandoraea. 
NR_028749.1 


ceae 
ref 
ceae; Pandoraea. 
ref|NR_028739.1 


; Microbacteriac 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028664.1 
30 Streptococcus 


ref|NR_028619.1 


e 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 
i 


nus. 
Pseudomonas lini 


0 Pseudomonas lini Bacteria; 
n 


as. 
Marinobacter sediminum 


sediminum Bacteria; 


ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

553010 553068 1 59 gi|265678684|ref|NR_028989.1| Corynebacterium 
613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

556107 556141 91 125 gi|265678682|ref|NR_028987.1| Pseudomonas trivialis 
6S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

557649 557683 91 125 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
6S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

559193 559227 91 125 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
6S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

563815 563849 91 125 gi|265678677|ref|NR_028982.1| Acidithiobacillus 


Acidithiobacillus 


acillales; Acidithiobacillaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Bacillus barbaricus 
us barbaricus Bacteria; 


Lactobacillus 
Lactobacillus 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Streptococcus sinensis 
sinensis Bacteria; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 
ococcineae; 


eae; Leifsonia. 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Streptococcus mitis 
mitis Bacteria; 


Pseudomonas 


psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


505442 Bacteria_16S 
C91 16S ribosomal 
B 


Proteobacteria; 


strain CCUG 33897 


Bacteria; Actinob 


Luteococcus. 


505442 Bacteria_16S 
hydrocarbonoclast 
hydrocarbonoclast 


Marinobacter. 


505442 Bacteria_16S 


schleiferi subsp. 


Bacteria; 


1180369 1180403 91 
RNA, partial sequence 


125 gi 


1219468 1219549 1 83 gi 
16S ribosomal RNA, partial sequence 


1293363 1293397 91 125 gi 


icus Bacteria; Proteobacteria; 


1319152 1319202 1 51 gi 
coagulans strain GA 211 16S ribosomal 
1463324 1463358 91 


125 gi 


1484610 1484644 91 125 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


505442 Bacteria_16S 
picturae strain LMG 22061 16S ribosomal RNA, partial se 


1604131 1604189 1 59 gi 


picturae Bacteria; Actinobacteria; Actinobacteridae; Ac 


Brevibacterium. 


505442 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


505442 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


505442 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


505442 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; 


strain CMS 35 16S 
Proteobacteria; 


strain CFBP 2341 
Proteobacteria; 


strain TO1 16S ri 
Proteobacteria; 


strain LMG 18422 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain 4-0 16S ri 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


1637385 1637435 1 
omal RNA, partial sequence 
laceae; Bacillus. 

1638876 1638926 1 
omal RNA, partial sequence 
laceae; Bacillus. 
1641976 1642010 91 
in CMS 64 16S ribosoma 
eria; Proteobacteria; 


51 gi 


51 gi 


125 gi 
1 RNA, partial s 
Gammaproteobacte 


1643538 1643572 91 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1645099 1645133 91 125 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1695418 1695452 91 125 gi 
16S ribosomal RNA, par 
ammaproteobacteria; Pseudomonadales; P 
1696962 1696996 91 125 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1753275 1753325 1 51 gi 


125 gi 


lales; Bacillaceae; Bacillus. 
1782027 1782085 1 59 


bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


505442 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


505442 Bacteria_16S 


decolorationis st 
decolorationis Ba 


505442 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


505442 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


505442 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


1785039 1785073 91 125 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1803162 1803212 1 51 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1843004 1843054 1 St gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1864241 1864275 91 125 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865823 1865857 91 125 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


505442 Bacteria_16S 


1946383 1946433 1 51 gi 


etaproteobacteria; Nitrosomonadales; N 
505442 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


icus strain VT8 16S ribosomal RNA, par 
Gammapr 


50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


228717704 


1178919 1180416 Nitro 
itrosomona 


219878368 
ales; 


228716433 


228715349 


224581411 
ence 14618 
nadales; 
219857506 


1483159 14846 
alomonad 


H 
219878475 
quence 
ti 


219878452 


1636012 1637452 Bacil 


219878451 


1637503 1638932 Bacil 


219878449 
equence 
ria; 


219878448 


1642082 16435 
udomonad 


se 
219878447 


1643643 16451 
udomonad 


se 
219878411 


tial sequence 1693968 16954 
udomonad 


se 
219878410 


1695512 16970 
udomonad 


se 
219878372 


16S ribosomal RNA, partial sequence 1751903 17534 


219878349 


1780670 17821 


ococcineae 
219878347 
17835 
H 
219878334 
ial sequen 
aceae; Bac 
219878307 


1841624 18431 


219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


219878231 


12181 
Prop 


tial seque 
oteobacter 


RNA, part 

Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
505442 Bacteria_16S 
bryozoorum strain 
Proteob 
505442 Bacteria_16S 
strain SW32 16S ribosomal RNA, partial sequence 


Alter 


nomyceta 


Pseud 


alomonad 


ref 
somo 


NR_027566.1 
nas eutroph 
daceae; Nitroso 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref 
nce 
ia; 


NR_027551.1 
129190 
Alteromonad 


ref 
ial 


NR_027521.1 
sequence 


ref |NR_027192.1 
62 1463368 Marino 
omonadaceae; 
ref|NR_025094.1 
aceae; Kushneria 
ref|NR_025614.1 

1602772 160426 
les; Micrococcin 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025588.1 
1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 


acea 
ref 


e; Pseudomon 
NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


acea 
ref 


e; Pseudomon 
NR_025511.1 


ref |NR_025488.1 


; Micrococcaceae 
ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025446.1 


ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
NR_025430.1 
1864353 186588 
pirillales; Halo 


ref 


NR_025370.1 


a 
monas . 


a 


Nitrosomonas eutropha 
C91 Bacteria; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Staphylococcus 
1317758 1319249 
Staphylococcus. 
Marinobacter 

bacter bryozoorum 
Marinobacter. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Pseudomonas 
1 Pseudomonas 


domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Halomonas muralis 
nas muralis Bacteria; 


Bacillus 
0 Bacillus 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 
monadaceae; 


Bacillus fumarioli 


strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


505442 Bacteria_16S 1975025 1975075 1 51 
strain 581 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Planococcaceae; 
505442 Bacteria_16S 2056269 2056327 1 
reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae; Streptomyces. 

505442 Bacteria_16S 2086964 2086998 91 
strain T9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oc 
505442 Bacteria_16S 2220246 2220280 91 
extremorientalis strain KMM 3447 16S ri 
extremorientalis Bacteria; Proteobacter 
Pseudomonas. 
505442 Bacteria_16S 2235404 2235438 91 
costantinii strain CFBP 5705 16S riboso 
costantinii Bacteria; Proteobacteria; G 
Pseudomonas. 
505442 Bacteria_16S 2264521 2264555 91 
venustensis strain IS04 16S ribosomal R 
Bacteria; Proteobacteria; Gammaproteobacteria; 
505442 Bacteria_16S 2303877 2303911 91 125 
lutaoensis strain T5054 16S ribosomal R 
Bacteria; Proteobacteria; Gammaproteoba 
505442 Bacteria_16S 2308511 2308553 81 123 
strain K24 16S ribosomal RNA, partial sequence 
Proteobacteria; B 
505442 Bacteria_16S 2311430 2311488 1 59 
strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
505442 Bacteria_16S 
strain CFML 97-39 


59 


125 


125 
ia; 


125 


125 


2322204 2322238 91 125 


Marinibacillus. 


train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


eanospirillales; 
bosomal RNA, par 


Gammaproteob 


mal RNA, partial 
ammaproteobacter 


NA, partial sequ 
Oceanosp 
NA, partial sequ 


cteria; Alteromo 


etaproteobacteria; Burkholderiales; Al 


gi| 219878212 
1973642 19751 


219878154 
ti 
da 


gi 
e; 


gi| 219878132 
2085504 20870 
Alcanivor 
219857586 
tial seque 
acteria; P 


gi 


219857576 
sequence 
ia; Pseudo: 


gi 


, 


219857557 
ence 22630 
irillales; 
219857528 
ence 23024 
nadales; 
gi| 219857524 
2307079 23085 
caligenace 

gi| 219857522 

2310109 23115 
Streptosporang 


gi 


gi 


219857515 
23207 


gi 


al seque 
Actin 


Alter 


ref |NR_025351.1 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; 
ref|NR_025271.1 
acac 
ref 
nce 
seud 


eae; 

NR_025174.1 
221879 

omonadales; 


monadales; 
ref|NR_025145.1 
50 2264581 Alcan 
Alcanivoracace 
ref|NR_025116.1 
04 2303932 Marin 
omonadaceae; 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomon 
ref|NR_025103.1 
64 2322265 Pseudo 


Stre 


i 
a 


fo) 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcaniv 


orax. 

Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Marinobacter 

bacter lutaoensis 
Marinobacter. 
Pigmentiphaga kullae 

kullae Bacteria; 

a. 

Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Pseudomonas brenneri 


Proteobacteria; 


strain CFML 97-51 
Bacteria; 


G 
505442 Bacteria_16S 


Proteob 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323756 2323790 91 125 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


seudomonad 
219857514 
23223 
nadales; P 


monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 


aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 


505442 Bacteria_16S 2382570 2382620 1 51 
strain YKJ-10 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
505442 Bacteria_16S 2391792 2391826 91 125 
strain YKJ-16 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oc 
505442 Bacteria_16S 2405443 2405477 91 
strain MT-1077 16S ribosomal RNA, parti 
Firmicutes; Lactobacillales; Lactobacillaceae; 
505442 Bacteria_16S 2556435 2556469 91 125 
strain CIP 105469 16S ribosomal RNA, pa 
Bacteria; Proteobacteria; Gammaproteobacteria; 
505442 Bacteria_16S 2558001 2558035 91 125 
strain CIP 105470 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; Ps 
505442 Bacteria_16S 
strain CIP 105259 
Proteobacteria; G 
505442 Bacteria_16S 2565650 2565684 90 124 
acidaminophilum strain DSM 3953 16S ribosomal RNA, 
acidaminophilum Bacteria; Firmicutes; Clostridia; 
505442 Bacteria_16S 2568641 2568715 1 75 
strain AN1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
505442 Bacteria_16S 2571760 2571794 91 125 
strain CIP 105274 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; Ps 
505442 Bacteria_16S 2580881 2580915 91 
strain CFML 96-198 16S ribosomal RNA, p 
Proteobacteria; Gammaproteobacteria; Ps 
505442 Bacteria_16S 2582447 2582481 91 
strain CIP 104664 16S ribosomal RNA, co 
Bacteria; Proteobacteria; Gammaproteobacteria; 
505442 Bacteria_16S 2584017 2584051 91 125 


125 


2562627 2562661 91 125 


125 


125 


strain CIP 104883 16S ribosomal RNA, partial sequence 


eanospirillales; 


al sequence 
Lactobac 


rtial sequence 
Pseudomo 


rtial sequence 
eudomonadales; 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


rtial sequence 
eudomonadales; 


artial sequence 
eudomonadales; 


mplete sequence 
Pseudomo 


gi] 219857472 
2381197 23827 


gi|219857466 
2390343 23918 
Halomonad 
gi|219857457 
2403965 24054 
illus. 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857291 
ial sequen 
Clostridiales; 
gi| 219857289 
2567339 25687 
Bradyrhizobiace 
gi| 219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 


gi 


gi 
P 
gi 


gi 
part 


P 
gi 


P 
gi 


ref|NR_025060.1 


ref|NR_025054.1 
aceae; Halomonas 
ref|NR_025045.1 
86 Lactobacillus 


ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024920.1 


ae; Nitrobacter. 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 


gi| 219857279 


ref |NR_024910.1 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Lactobacillus kimchii 
kimchii Bacteria; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Eubacterium 

8 Eubacterium 
Eubacterium. 
Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 


2582558 2584074 Pseudomonas monteilii 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


505442 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


505442 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


505442 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


505442 Bacteria_16S 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


505442 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain Lp2 16S ri 
Actinobacteria; A 


505442 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


505442 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


505442 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


505442 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


505442 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


505442 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


505442 Bacteria_16S 


strain IAM 14851 
Actinobacteria; A 


505442 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


505442 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


505442 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


505442 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


505442 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


505442 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


505442 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


505442 Bacteria_16S 


strain FB2 16S ri 


2585586 2585620 91 125 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596424 2596458 91 125 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597990 2598024 91 125 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
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Propionimicrobium lymphophilum strain DSM 4903 16S ribosomal RNA, partial 
Propionibacterium avidum strain DSM 4901 16S ribosomal RNA, partial 
Lactobacillus johnsonii strain ATCC 33200 16S ribosomal RNA, partial 
Bartonella alsatica strain IBS 382 16S ribosomal RNA, partial sequence 
Alcanivorax jadensis strain T9 16S ribosomal RNA, partial sequence 2085504 
Desulfurobacterium thermolithotrophum strain BSA 16S ribosomal RNA, partial 
Nevskia ramosa strain Soel 16S ribosomal RNA, partial sequence 2088549 
Mycobacterium heidelbergense strain 2554/91 16S ribosomal RNA, partial 
Shewanella baltica strain 63 16S ribosomal RNA, partial sequence 2091488 
Thermomonas hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 
Bacillus hwajinpoensis strain SW-72 16S ribosomal RNA, partial sequence 
Mesonia algae strain KMM 3909 16S ribosomal RNA, partial sequence 2096154 
Nitratireductor aquibiodomus strain NL21 16S ribosomal RNA, partial 
Nocardioides aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 
Alteromonas marina strain SW-47 16S ribosomal RNA, partial sequence 2100672 
Desulfonauticus submarinus strain 6N 16S ribosomal RNA, partial sequence 
Anoxynatronum sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 
Brumimicrobium glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 
Alkanindiges illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete 
Clostridium aldrichii strain P-1 16S ribosomal RNA, partial sequence 
Streptomyces humiferus strain DSM 43030 16S ribosomal RNA, partial sequence 
Mycobacterium pinnipedii strain 6482 16S ribosomal RNA, partial sequence 
Novosphingobium pentaromativorans strain US6-1 16S ribosomal RNA, partial 
Planococcus maritimus strain TF-9 16S ribosomal RNA, partial sequence 


Microbulbifer elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 


Erythrobacter flavus strain SW-46 16S ribosomal RNA, partial sequence 


Halobacillus salinus strain HSL-3 16S ribosomal RNA, partial sequence 
Cedecea davisae strain DSM 4568 16S ribosomal RNA, partial sequence 2120505 
Ralstonia insidiosa strain AU2944 16S ribosomal RNA, partial sequence 
Bacillus aquimaris strain TF-12 16S ribosomal RNA, partial sequence 2123444 
Bacillus marisflavi strain TF-11 16S ribosomal RNA, partial sequence 
Thioalkalispira microaerophila strain ALEN 1 16S ribosomal RNA, partial 
Mycobacterium africanum strain ATCC 25420 16S ribosomal RNA, partial 
Mycobacterium scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial 
Mycobacterium tokaiense strain ATCC 27282 16S ribosomal RNA, partial 


Mycobacterium poriferae strain ATCC 35087 16S ribosomal RNA, partial 
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505442 Bacteria_16S 3546324 3546374 1 51 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

505442 Bacteria_16S 3602813 3602870 1 58 gi| 219846505 |ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

505442 Bacteria_16S 3608852 3608910 1 59 gi|219846500|ref|NR_026092.1| Mycobacterium 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

505442 Bacteria_16S 3628260 3628294 91 125 gi| 219846487 |ref|NR_026079.1| Neisseria gonorrhoeae 
strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

505442 Bacteria_16S 3629849 3629883 91 125 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

505442 Bacteria_16S 3729718 3729772 4 58 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

505442 Bacteria_16S 3810646 3810680 91 125 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

505442 Bacteria_16S 3836493 3836527 91 125 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
strain C-1 16S ribosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

505442 Bacteria_16S 3838023 3838057 91 125 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

505442 Bacteria_16S 3840987 3841045 1 59 gi|219846335|ref|NR_025925.1| Blastococcus 
aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

505442 Bacteria_16S 3876045 3876079 91 125 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

505442 Bacteria_16S 3893106 3893140 91 125 gi|219846300|ref|NR_025890.1]| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

505442 Bacteria_16S 3906858 3906892 91 125 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

505442 Bacteria_16S 3960667 3960717 1 51 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

505442 Bacteria_16S 4020084 4020118 91 125 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

505442 Bacteria_16S 4021629 4021663 91 125 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

505442 Bacteria_16S 4024572 4024630 1 59 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

505442 Bacteria_16S 4041355 4041405 1 51 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
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505442 Bacteria_16S 49724 49781 1 58 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
505442 Bacteria_16S 52888 52937 1 50 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

505442 Bacteria_16S 68097 68126 96 125 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

505442 Bacteria_16S 125717 125746 1 30 gi| 265678979 |ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

505442 Bacteria_16S 157755 157788 91 124 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

505442 Bacteria_16S 183557 183586 96 125 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 188150 188195 1 46 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 200465 200494 96 125 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

505442 Bacteria_16S 222008 222065 1 58 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

505442 Bacteria_16S 235659 235692 91 124 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

505442 Bacteria_16S 237295 237328 91 124 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

505442 Bacteria_16S 238877 238910 91 124 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

505442 Bacteria_16S 242010 242043 91 124 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

505442 Bacteria_16S 273641 273670 96 125 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

505442 Bacteria_16S 290289 290322 91 124 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

505442 Bacteria_16S 303890 303973 1 86 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

505442 Bacteria_16S 358566 358595 96 125 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

505442 Bacteria_16S 373573 373602 96 125 gi| 265678806 |ref|NR_029111.1]| Sphingomonas 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


372149 373610 


Sphingomonas 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


505442 Bacteria_16S 


populi BJ001 16S 
Bacteria; 


Firmicutes; Bacil 


505442 Bacteria_16S 
rosea stra 
rosea Bact 


subsp. 
subsp. 
Roseomonas. 


505442 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


505442 Bacteria_16S 


strain 5424 16S r 


strain R 8118 16S 
Proteobacteria; B 


505442 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


505442 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


505442 Bacteria_16S 


strain 173-96 16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


505442 Bacteria_16S 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


505442 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


505442 Bacteria_16S 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


505442 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


505442 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


505442 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


505442 Bacteria_16S 


strain M343/98/2 
Actinobacteria; A 


505442 Bacteria_16S 


grignonense strai 
grignonense Bacte 


505442 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


505442 Bacteria_16S 


Proteob 
505442 Bacteria_16S 
strain F12 16S ri 


416750 416779 96 125 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
424277 424326 1 50 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
432090 432119 96 125 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


gi 


438283 438408 1 124 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 

449079 449108 96 125 
ibosomal RNA, partial sequence 


gi 


468836 468869 91 124 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
513327 513376 1 50 gi 
CCUG 47156 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
537753 537782 96 125 gi 
osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
560711 560740 96 125 gi 
ribosomal RNA, partial sequence 


gi 


562246 562275 96 125 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


580147 580200 1 54 gi 
MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
593832 593861 96 125 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingom 
608876 608933 67 124 gi 
IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
610379 610428 1 50 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 
668210 668239 96 125 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
669575 669632 1 58 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 
674203 674260 1 


58 gi 
ctinobacteridae; Actinomycetales; Acti 
680371 680400 96 125 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
698495 698524 96 125 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
716338 716367 96 125 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 


415329 41680 
les; Methy 


422881 42442 


447654 44913 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
505442 Bacteria_16S 
467397 46889 


536318 53780 


559287 56077 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
505442 Bacteria_16S 


16S ribosomal RNA, partial sequence 672829 67426 


714920 71638 


Sph 


265678777 


265678772 


265678767 
sequence 
ria; Rhodo 


265678763 
rtial sequ 


265678756 


Acetobacte 
265678739 


rkholderia 
265678710 
sequence 
ococcaceae 
265678694 


tiliaceae; 
265678679 


Acetobacte 
265678678 
sequence 

eria; Rhod 


265678666 
sequence 
inomycetal 


265678657 
ce 59240 
onadales; 

265678646 
al sequenc 
Actinomyce 


265678645 
1 sequence 
ccaceae; P 
265678604 
nce 66678 
rillales; 

265678603 
al sequenc 
e; Actinom 


265678600 


nomycineae 
265678596 
uence 

ia; Rhizob 
265678584 
nce 69711 
terales; C 
265678571 


obacteriac 
265678561 


731685 731734 1 50 gi 


e; Actinomycet 


ingomonadales; S 


ref |NR_029082.1 


loba 
ref 


cteriaceae; 
NR_029077.1 


ref|NR_029072.1 
430661 432145 
spirillales; Ace 


ref 
ence 


NR_029068.1 
436922 
ales; Pseudo 


ref|NR_029061.1 
raceae; Roseomon 
ref|NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref|NR_029015.1 

511957 513395 
; Streptococcus. 
ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 


silvestris strain HR3-23 16S ribosomal RNA, partial sequence 


silvestris Bacter 


ia; Firmicutes; Bacillales; Planococca 


ceae; Soli 


phingomonadaceae; 


Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Bacillus algicola 


5 Bacillus algicola Bacteria; 


tobacteraceae; 
Amycolatopsis 
nocardineae; 


Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 


ia. 
Streptococcus 
Streptococcus 


ref|NR_028984.1| Roseomonas rosea 
1 Roseomonas rosea Bacteria; 
raceae; Roseomonas. 
ref|NR_028983.1] Roseomonas 
560822 562307 Roseomonas 
ospirillales; Acetobacteraceae; 
ref|NR_028971.1| Corynebacterium 
578821 580286 Corynebacterium 
es; Corynebacterineae; 
ref |NR_028962.1| Novosphingobium 
8 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 
ref|NR_028951.1| Corynebacterium 
e 607486 608955 Corynebacterium 
tales; Corynebacterineae; 
ref|NR_028950.1| Planomicrobium 
609006 610485 Planomicrobium 
lanomicrobium. 
ref|NR_028909.1| Gluconacetobacter 
6 668269 Gluconacetobacter entanii 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_028908.1| Arcanobacterium 
e 668320 669706 Arcanobacterium 
ycetales; Actinomycineae; 
ref|NR_028905.1| Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


; Actinomycetaceae; Actinomyces. 
ref|NR_028901.1] Ochrobactrum 
678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028889.1| Brevundimonas 
8 698533 Brevundimonas aurantiaca 
aulobacteraceae; Brevundimonas. 
ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 
eae; Aminobacter. 
ref|NR_028865.1| Solibacillus 
730321 731827 Solibacillus 


bacillus. 


Roseomonas gilardii 
Roseomonas gilardii 


438427 Amycolatopsis 


Burkholderia terricola 
terricola Bacteria; 


Caminibacter profundus 
profundus Bacteria; 


505442 Bacteria_16S 


strain MDA5527 16 


505442 Bacteria_16S 
nematophilus stra 


nematophilus Bact 


505442 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


505442 Bacteria_16S 


742471 742500 96 125 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 
762654 762703 1 50 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
in NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
824085 824118 91 124 gi|265678497|ref|NR_028800.1| Cupriavidus 
n LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
828669 828722 71 124 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 


strain VPI D 75 B 


Firmicutes; Clost 


505442 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


505442 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


505442 Bacteria_16S 


strain AMX51 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
505442 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


505442 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


505442 Bacteria_16S 


marinus subsp. pa 


Prochlorococcus marinus subsp. pastoris Bacteria 


Prochlorococcacea 


505442 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


505442 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


505442 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


ridia; Clostridiales; Veillonellaceae; 
833283 833332 1 50 gi 
n 330 16S ribosomal RNA, partial seque 


nce 


Selenomon 
265678491 
83188 


as. 
ref |NR_028794.1 
6 833394 Entero 


Enterococcus 
coccus moraviensis 


tes; Lactobacillales; Enterococcaceae; Enterococcus. 

840841 840890 1 50 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
somal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
laceae; Geobacillus. 

843894 843923 96 125 gi|265678484|ref|NR_028787.1| Bosea minatitlanensis 
ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 


, 


e; Prochlorococcus. 


rhizobiaceae; Bosea. 
854224 854339 1 118 gi|265678477|ref|NR_028780.1| Desulforegula 
in Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 


eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
872723 872752 96 125 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
in CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
eria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
880017 880050 91 124 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
storis strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Cyanobacteria; Prochlorales; 


lphaproteobacteria; Rhodobacterales; R 


hodobacter 


893692 893725 91 124 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

898256 898305 1 50 gi|265678446|ref|NR_028748.1| Enterococcus avium 
ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

909122 909151 96 125 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 

Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

930777 930806 96 125 gi|265678425|ref|NR_028727.1| Ruegeria pomeroyi 

ribosomal RNA, partial sequence 929371 930833 Ruegeria pomeroyi Bacteria; 


acea . 


e; Ruegeria 


505442 Bacteria_16S 963278 963327 1 50 gi| 265678403 |ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

505442 Bacteria_16S 1078932 1078961 96 125 gi|265678324|ref|NR_028626.1| Sphingomonas melonis 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 1077529 1078967 Sphingomonas melonis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

505442 Bacteria_16S 1084909 1084938 96 125 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

505442 Bacteria_16S 1121349 1121378 96 125 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

505442 Bacteria_16S 1144022 1144051 96 125 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

505442 Bacteria_16S 1150028 1150085 1 58 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

505442 Bacteria_16S 1193919 1193952 91 124 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

505442 Bacteria_16S 1233253 1233282 96 125 gi|219878271|ref|NR_025410.1| Bartonella 


schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


1231844 1233289 Bartonella 


505442 Bacteria_16S 
niigataensis strain DSM7050 16S ribosomal RNA, partial 
niigataensis Bacteria; Proteobacteria; Alphaproteobacte 
505442 Bacteria_16S 
aminovorans strain DSM7048 16S ribosomal RNA, partial s 
aminovorans Bacteria; Proteobacteria; Alphaproteobacter 
505442 Bacteria_16S 


strain LMG 20598 
Proteobacteria; 


strain 2DT 16S ri 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

505442 Bacteria_16S 1354362 1354391 96 125 gi| 228720330 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteri 
Gluconacetobacter. 

505442 Bacteria_16S 1360367 1360400 91 124 gi| 228720024 
thailandensis strain E264 16S ribosomal RNA, partial sequence 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia; pseudomallei group. 

505442 Bacteria_16S 1374007 1374040 91 124 gi| 228717983 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 13740 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
505442 Bacteria_16S 1389108 1389141 91 124 gi| 228716720 
strain STM678 16S ribosomal RNA, partial sequence 1387667 13891 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
505442 Bacteria_16S 1391939 1391968 96 125 gi| 228716336 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 13905 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularc 
505442 Bacteria_16S 1397996 1398025 96 125 gi| 228715764 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; 
Methylobacterium. 

505442 Bacteria_16S 1401005 1401034 96 125 gi| 228715353 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphin 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
505442 Bacteria_16S 1408435 1408464 96 125 gi| 219846657 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial seq 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; S 
Sphingobium. 

505442 Bacteria_16S 1411388 14114371 50 gi| 224581432 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptoco 
505442 Bacteria_16S 1425201 1425234 91 124 gi| 224581442 
strain B4P 16S ribosomal RNA, partial sequence 1423741 14252 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
505442 Bacteria_16S 1439144 1439177 91 124 gi| 224581429 
strain S2 16S ribosomal RNA, partial sequence 1437684 14391 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
505442 Bacteria_16S 1445284 1445313 96 125 gi| 224581424 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rho 
Thalassobacter. 

505442 Bacteria_16S 1458670 1458715 1 46 gi| 224581414 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequenc 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Arcanobacterium. 

505442 Bacteria_16S 1466383 1466416 91 124 gi|224581409 
strain U120 16S ribosomal RNA, partial sequence 1464924 14664 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
505442 Bacteria_16S 1487637 1487666 96 125 gi| 219857235 
strain SO2 16S ribosomal RNA, partial sequence 1486230 14876 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
505442 Bacteria_16S 1490638 1490695 1 58 gi| 219846947 
strain IBS G15036 16S ribosomal RNA, partial sequence 14892 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

505442 Bacteria_16S 1581025 1581054 96 125 gi|219878491 


B 
505442 Bacteria_16S 


1239346 1239375 96 125 gi 


1240862 1240891 96 125 gi 


1284243 1284276 91 124 


gi 
etaproteobacteria; Burkholderiales; Bu 
1297766 1297815 1 50 gi 
bosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1282800 12842 


1296399 12978 


219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219846066 


rkholderia 
219857534 


ref |NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholde 


H ©. 
ref |NR_025122.1 


ref|NR_027591.1 

1352934 135441 
a; Rhodospirilla 
ref|NR_027587.1 

1358923 136041 
Burkholderiales; 
ref|NR_027569.1 
50 Burkholderia 
ceae; Burkholder 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027539.1 

1396599 139803 
Rhizobiales; Met 


ref 
gomo 
adac 

ref 
uenc 
phin 


NR_027525.1 
nas wittichi 
eae; Sphingo: 
NR_026249.1 
e 140703 
gomonadales; 
ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_027224.1 
; Th 
ref 


auera. 
NR_027211.1 


; Thauera. 


Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Burkholderia hospita 


hospita Bacteria; 


ia. 
Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Burkholderia 
0 Burkholderia 


Burkholderiaceae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 

Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Streptococcus 
6 Streptococcus 
coccus. 
Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Thalassobacter 


ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref|NR_027190.1 


; Az 
ref 


oarcus. 
NR_024863.1 


hizobium/Agrobac 
ref|NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Sinorhizobium/Ens 


ifer group; Sinorhizobium. 


0 Thalassobacter 
odobacteraceae; 


Arcanobacterium 
5 Arcanobacterium 


ineae; Actinomycetaceae; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


ref |NR_025251.1 
1579624 158106 


Sinorhizobium 
0 Sinorhizobium 


505442 Bacteria_ 
strain LMG 21727 
Firmicutes; 
505442 Bacteria_ 
subsp. 
equi subsp. 


strain CM243 16S 


Lacto 


ruminatorw 
rumin 
505442 Bacteria_16S 


16S 1588664 1588713 1 50 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 
16S 1610183 1610232 1 50 gi|219878470|ref|NR_025609.1| Streptococcus equi 
m strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
atorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

1616203 1616232 96 125 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 

Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 
1631259 1631308 1 50 gi|219878456|ref|NR_025595.1| Bacillus gelatini 


505442 Bacteria_16S 


strain LMG 21880 
Firmicutes; 


strain R5292 16S 


505442 Bacteria_16S 
cardiffensis stra 
cardiffensis Bact 


Actinomycetaceae; 


505442 Bacteria_16S 


strain ATCC 19645 
Firmicutes; 


Proteobacteria; E 


Bacil 
505442 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
505442 Bacteria_16S 


Lacto 
505442 Bacteria_16S 
strain 525 16S ri 


lales; Bacillaceae; Bacillus. 

1652562 16526111 50 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1683113 1683166 1 54 gi 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1629885 16313 


219878441 
pa 
ci 
219878420 
1681727 16832 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
505442 Bacteria_16S 
strain R-8904 16S 


ref 
quen 

Bac 
ref 


NR_025580.1 
ce 165119 
illus. 
NR_025559.1 


rtial se 
llaceae; 


69 Bacillus gelatini Bacteria; 


Bacillus 
2 1652677 Bacillus 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


nomycineae; Actinomycetaceae; Actinomyces. 
1712223 1712252 96 125 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 
ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 

1739535 1739592 1 58 gi| 219878382 |ref|NR_025521.1]| Actinomyces 
in CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 
1745750 1745799 1 50 gi|219878377|ref|NR_025516.1| Streptococcus ratti 
16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

1769981 1770010 96 125 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
bosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
psilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

1815555 1815588 91 124 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 


505442 Bacteria_16S 
LMG 19981 16S rib 
G 
505442 Bacteria_16S 
alexandrii strain 
alexandrii Bacter 
505442 Bacteria_16S 
molinativorax str 


Proteobacteria; 


molinativorax Bac 


Microbacteriaceae; 
505442 Bacteria_16S 
denitrificans str 


denitrificans Bac 
Sterolibacterium. 


505442 Bacteria_16S 
strain vc 5 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
505442 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


505442 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


505442 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


505442 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


505442 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


505442 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


505442 Bacteria_16S 


osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1829222 1829251 96 125 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1835251 1835308 1 58 gi 
ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 

1836840 1836873 91 124 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


v 


1846129 1846158 96 125 
ibosomal RNA, partial sequence 


gi 


1858040 1858089 1 50 


gi 
bacillales; Carnobacteriaceae; Trichoc 
1879500 1879533 91 124 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1890403 1890432 96 125 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1898170 1898203 91 124 gi 


etaproteobacteria; Burkholderiales; Al 
1899713 1899746 91 124 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1909682 1909731 1 50 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1911220 19112771 58 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1941674 1941723 1 


50 gi 


1814099 18155 


an 


qu 
a; 


ue 


e; 


e 
ri 


YP 


oc 


ue 
a; 


e 


le 


ca 


ne 
ca 


al 
oc 
ia 
e; 


219878317 


219878312 


219878311 


219878305 
1844748 18461 


219878296 
6S ribosomal RNA, partial sequence 1856650 18581 
219878282 
219878272 
219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
219878264 


219878257 


219878256 


thomonadaceae; Fulvimona 
ref|NR_025456.1 
1827843 182926 
cterales; Hypho 
ref|NR_025451.1 
nce 1833888 183531 


Actinomycetales; Microc 


ence 
Rhodoba 


NR_025450.1 
9 
Cc 


sequence 


a; Rhodo ales; Rhodo 


ref|NR_025444.1 


ceae; Maricaulis 
ref |NR_025435.1 


69 Trichococcus 


homonada 


cus. 
ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref|NR_025404.1 


nce 
Burkhol 


18889 


s; Phyll 


ligenaceae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025395.1 
1 sequence 1909867 191128 
Actinomycetales; Actino 


e 18982 
ligenace 


sequenc 
occaceae 


219878234 


monadaceae; 


95 Fulvimonas soli Bacteria; 


Ss. 
Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Gulosibacter 
7 Gulosibacter 
occineae; 


Sterolibacterium 
8 Sterolibacterium 


yclaceae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Trichococcus palustris 


palustris Bacteria; 


Limnobacter 

7 Limnobacter 
lderiaceae; Limnobacter. 
Mesorhizobium 

izobium chacoense 
esorhizobium. 

Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Aerococcus 
6 Aerococcus 


Actinomyces 
2 Actinomyces 
mycineae; 


ref|NR_025373.1 


Bacillus shackletonii 


strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


505442 Bacteria_16S 


strain Se-1111R 1 


1947961 1947994 91 124 


gi 


219878230 


6S ribosomal RNA, partial sequence 1946525 19480 


ref |NR_025369.1 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

505442 Bacteria_16S 1956978 1957007 96 125 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

505442 Bacteria_16S 1961547 1961596 1 50 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

505442 Bacteria_16S 1982923 1982952 96 125 gi|219878207|ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

505442 Bacteria_16S 1984508 1984537 96 125 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

505442 Bacteria_16S 1986092 1986121 96 125 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

505442 Bacteria_16S 1987660 1987689 96 125 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

505442 Bacteria_16S 2016778 2016807 96 125 gi| 219878185 |ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

505442 Bacteria_16S 2018248 2018277 96 125 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

505442 Bacteria_16S 2019720 2019749 96 125 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

505442 Bacteria_16S 2021192 2021221 96 125 gi|219878182|ref|NR_025321.1| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 

505442 Bacteria_16S 2068504 2068537 91 124 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

505442 Bacteria_16S 2070036 2070069 91 124 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

505442 Bacteria_16S 2074671 2074704 91 124 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

505442 Bacteria_16S 2076166 2076195 96 125 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

505442 Bacteria_16S 2077601 2077658 1 58 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

505442 Bacteria_16S 2082271 2082328 1 58 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

505442 Bacteria_16S 2085419 2085448 96 125 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

505442 Bacteria_16S 2091332 2091389 1 58 gi|219878129|ref|NR_025268.1| Mycobacterium 
heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

505442 Bacteria_16S 2114237 2114266 96 125 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

505442 Bacteria_16S 2118844 2118873 96 125 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 


ribosomal RNA, partial sequence 


2117441 2118882 Erythrobacter flavus Bacteria; 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 


505442 Bacteria_16S 
strain TF-12 16S ribosomal RNA, 
Bacillales; 
505442 Bacteria_16S 
strain TF-11 16S ribosomal RNA, 
Bacillales; 
505442 Bacteria_16S 

inexpectatum strain FRR- 
inexpectatum Bacteria; 


Firmicutes; 


Firmicutes; 


Albidovulum. 


505442 Bacteria_16S 
strain H-8 16S ribosomal 
Proteobacteria; Alphapro 
505442 Bacteria_16S 
taiwanensis strain LS-29 
taiwanensis Bacteria; Actinobacteria; 
Rubrobacter. 
505442 Bacteria_16S 
zeaxanthinifaciens strai 
zeaxanthinifaciens Bacte 


Rubrobacteraceae; 


Paracoccus. 


505442 Bacteria_16S 
pleistocenium strain FTR 
pleistocenium Bacteria; 
505442 Bacteria_16S 

strain YKJ-103 16S ribos 
Proteobacteria; Gammaproteobacteria; 
505442 Bacteria_16S 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; 


Pseudoxanthomonas. 


505442 Bacteria_16S 


strain DSM 11853 


Bacteria; 


505442 Bacteria_16S 
strain IBS 193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
505442 Bacteria_16S 
subterraneus strain 34 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacteria; 


Firmicutes; 
505442 Bacteria_16S 


2124819 2124868 1 


Bacillaceae; 
2126375 21264241 


Bacillaceae; 
2153568 2153597 96 


2155048 2155077 96 


2156451 2156500 1 


2159562 2159591 96 


2170203 2170252 1 


Firmicutes; 
2176365 2176394 96 


2185406 2185439 91 
Proteobacteria; 


2275268 2275301 91 


2276802 2276835 91 


2297901 2297930 96 


2312978 2313027 1 


Bacillales; 
2331157 2331190 91 


50 


partial sequence 
Bacillus. 


50 


partial sequence 
Bacillus. 


125 


10 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


125 


RNA, partial sequence 
teobacteria; Rhodospirillales; Acetobacteraceae; 
ref 


50 


3 16S ribosomal RNA, partial sequence 


125 


50 


1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


125 


omal RNA, partial sequence 


124 


Gammaproteobacteria; 


124 


16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
505442 Bacteria_16S 
campinensis strain WS2 16S ribosomal RNA, partial sequence 


124 


125 


50 


124 


strain IPT10 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
505442 Bacteria_16S 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 23857 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
505442 Bacteria_16S 
LMG 19076 16S ribosomal RNA, partial sequence 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; 
505442 Bacteria_16S 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 24116 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 
505442 Bacteria_16S 
wW94-11374-1 16S ribosomal 
Firmicutes; 


caledonica strain 


didelphis strain 
didelphis Bacteria; 


505442 Bacteria_16S 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial 
peptonophila Bacteria; 
505442 Bacteria_16S 

peptonophila strain KCTC 9740 16S ribosomal RNA, partial 
peptonophila Bacteria; 
505442 Bacteria_16S 


strain JSS-26 16S 


strain JSS-7 16S 


2385690 2385723 91 


2387216 2387249 91 


2411589 2411622 91 


2417751 2417800 1 


2452612 2452661 1 


Firmicutes; 
2452686 2452727 77 


Firmicutes; 
2460159 2460188 96 


2461651 2461680 96 


2493262 24933441 


Lactobacillales; 


Bacillales; 


Bacillales; 


124 


124 


124 


50 


RNA, partial sequence 
Streptococcaceae; 


50 


118 


125 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


125 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


83 


strain T1-X7 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Geobacillus. 


gi|219857652 


ref 


NR_025241. 


1| Bacillus aquimaris 


2123444 2124950 Bacillus aquimaris Bacteria; 


gi|219857651 


ref 


NR_025240. 


1| Bacillus marisflavi 


2125001 2126506 Bacillus marisflavi Bacteria; 


gi| 219857633 


gi| 219857632 


ref 
Rhodobacterales; 


ref 


NR_025222. 


1| Albidovulum 


2152193 2153601 Albidovulum 


NR_025221. 


Rhodobacteraceae; 


1| Rubritepida flocculans 


2153652 2155080 Rubritepida flocculans Bacteria; 


gi| 219857631 


Rubrobacteridae; Rubrobacterales; 


gi|219857629 


gi| 219857622 


Carnobacteriaceae; 
ref 


gi|219857616 


gi|219857609 


gi|219857550 


gi| 219857549 


gi|219857532 


ref 
n ATCC 21588 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


ref 


Xanthomonadales; 


ref 


ref 


ref 


NR_025220. 


Rubritepida. 


1] Rubrobacter 


2155131 2156606 Rubrobacter 


NR_025218.1 
2158194 2159597 Paracoccus 
Rhodobacterales; 


NR_025211.1 


Rubrobacterineae; 


Paracoccus 
Rhodobacteraceae; 


Carnobacterium 


2168820 2170305 Carnobacterium 


ND 


NR_025138.1 
08 Cupriavidus basilensis Bacteria; 
Cupriavidus. 

NR_025137.1 
2275359 2276842 Cupriavidus campinensis 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
NR_025120.1 


Carnobacterium. 
NR_025205.1 
2174910 2176403 Psychrobacter 
Pseudomonadales; Moraxellaceae; 
ref 


Psychrobacter jeotgali 
jeotgali Bacteria; 


Psychrobacter. 
NR_025198.1 
183928 2185466 Pseudoxanthomonas 
Xanthomonadaceae; 


Pseudoxanthomonas 


Cupriavidus basilensis 


Cupriavidus 


Cupriavidus. 
Bartonella capreoli 


2296489 2297931 Bartonella capreoli Bacteria; 


gi] 219857521 


gi| 219857509 


ref 


ref 


Bartonella. 


2329695 2331217 Burkholderia 


gi| 219857470 


gi|219857469 


gi] 219857453 


gi|219857448 


gi|219857418 
sequence 


Thermoactinomycetaceae; 
ref 


gi|219857418 
sequence 


Thermoactinomycetaceae; 
ref 


gi|219857410 


ref 


ref 


Burkholderiales; 


ref 


ref 


ref 


NR_025109.1 
2311580 2313074 Geobacillus subterraneus 


NR_025097.1 


Geobacillus 


Burkholderia sacchari 
sacchari Bacteria; 


Burkholderia. 
NR_025058.1 
30 Burkholderia 
Burkholderia. 
NR_025057.1 


Burkholderia fungorum 
fungorum Bacteria; 


Burkholderia 


2385781 2387256 Burkholderia 


Burkholderiaceae; 
NR_025041.1 
48 Tepidimonas ignava Bacteria; 


NR_025036.1 


Burkholderia. 
Tepidimonas ignava 


Streptococcus 


2416361 2417865 Streptococcus 


Streptococcus. 
NR_025006.1 


Seinonella 


2451243 2452743 Seinonella 


2451243 24527 


2458757 2460197 Sphingomonas 


Sphingomonadales; Sphingomonadaceae; 
ref 


gi|219857409 


2460248 2461689 Sphingomonas 


Sphingomonadales; Sphingomonadaceae; 
ref 


gi|219857388 


Seinonella. 
NR_025006.1 


Seinonella. 
NR_024998.1 


Seinonella 
43 Seinonella 


Sphingomonas koreensis 
koreensis Bacteria; 


Sphingomonas. 
NR_024997.1 


Sphingomonas aquatilis 
aquatilis Bacteria; 


Sphingomonas. 
NR_024976.1 


Tetrasphaera japonica 


2491905 2493349 Tetrasphaera japonica Bacteria; 
Intrasporangiaceae; Tetrasphaera. 


505442 Bacteria_16S 
australiensis str 
australiensis Bac 
Intrasporangiacea 
505442 Bacteria_16S 


strain 3CB-1 16S 
Proteobacteria; 


strain LMG 3413 1 
Proteobacteria; 


strain ATCC 43186 
Firmicutes; 


strain ATCC 51266 
Firmicutes; 


Proteobacteria; 


Bacteria; 


strain ACCC 19665 
Bacteria; Proteob 


505442 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


505442 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


505442 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


505442 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


505442 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


505442 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


505442 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


505442 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


505442 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


505442 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


505442 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


505442 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


B 
505442 Bacteria_16S 
johannae strain C 
johannae Bacteria 
Gluconacetobacter. 
505442 Bacteria_16S 


B 
505442 Bacteria_16S 


Lacto 
505442 Bacteria_16S 


bacillales; Enterococcaceae; 
2593335 2593384 1 50 gi 
16S ribosomal RNA, partial sequence 


Enterococ 


cu 
219857273 


Lacto 
505442 Bacteria_16S 
strain CKB 16S ri 
B 
505442 Bacteria_16S 
mcmeekinii strain 
Firmicu 
505442 Bacteria_16S 


bacillales; Enterococcaceae; Enterococ 
2619632 2619661 96 125 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2622569 2622618 1 50 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2624150 2624179 96 125 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
2625722 2625755 91 124 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


cu 


Oc 


en 
mi 


le 


al 
ac 
2642513 2642546 92 


125 gi 


eltaproteobacteria; Desulfobacterales; D 
2656014 2656067 1 54 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

2664912 2664961 1 50 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2666474 2666523 1 50 gi 
ATCC 10556 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 
2699428 2699477 1 50 gi 


s 
Ac 


ia 
il 


se 
oc 


laceae; Bacillus. 

2788174 2788223 1 50 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

2864173 2864202 96 125 gi 


ce 
Al 


ammaproteobacteria; Pseudomonadales; Pse 
2865689 2865718 96 125 gi 
ATCC 14820 16S ribosomal RNA, partial 


ia; Proteobacteria; Alphaproteobacteri 


s 
a; 


2875031 2875080 1 50 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2922448 2922564 1 118 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2926916 2926945 96 125 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


s 
ba 


ue 
al 


e 
ct 


505442 Bacteria_16S 


strain S37 16S ri 
Proteobacteria; A 


Ss. 


259 
s 


219857253 
2618180 26196 
yclaceae 
219857251 


ce 262 
262 
S; 


seque 
teria; 


219857230 
6S ribosomal RNA, partial sequence 2641027 26425 


esulfo 


219857221 


equenc 
tinomy 


219857214 


1 sequ 
lales; 


219857213 


quence 
occace 


219857189 
2698052 2699555 Bacil 


219857125 


278 
icyclo 


219856882 
6S ribosomal RNA, partial sequence 2862729 28642 


udomon 


219856881 


equenc 
Sphin 


219856875 


equenc 
cillus 


219856842 


nce 


es; Eu 


219856839 


sequen 
eria; 


2966192 2966221 96 125 
bosomal RNA, partial sequence 
lphaproteobacteria; 


gi 


Sphingomonadales; 


219856812 


crobium. 
219857249 


Phyll 
219857248 


ref|NR_024904. 


19 


ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref |NR_024881.1 
1200 2622680 Plano 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


27 


nc 
x 


ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024849.1 

2654667 265613 
tales; Corynebac 


ba 


e 
ce 


ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 

2665089 266654 
; Streptococcus. 
ref|NR_024817.1 
lus asahii Bacte 


en 
s 


ae 


ref |NR_024753.1 
86 2788314 Alicyc 
cillus. 

ref|NR_024701.1 


67 
ba 


adaceae; Pseudomon 
ref|NR_024700.1 
2864276 286573 


monadales; Sphin 


e 
go: 


ref|NR_024694.1 
e 2873633 287517 
ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref |NR_024658.1 

2925520 292697 
odobacterales; R 


ba 


ce 
Rh 


38 2593451 Enter 


fo} 


2494749 2494806 1 58 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
ain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

e; Tetrasphaera. 

2499278 2499311 91 124 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

2509979 2510008 96 125 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
FN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 

2532709 2532742 91 124 gi|219857356|ref|NR_024944.1| Cupriavidus pauculus 
6S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

2590182 2590231 1 50 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 

16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


agitata Bacteria; 


Planomicrobium 


microbium mcmeekinii 


izobium amorphae 


Mesorhizobium. 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


focella. 
Corynebacterium 

8 Corynebacterium 

terineae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


ria; Firmicutes; 


Alicyclobacillus 


as. 

Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Pullulanibacillus 
2 Pullulanibacillus 


Eubacterium 

6 Eubacterium 
cterium. 
Paracoccus 

1 Paracoccus 
hodobacteraceae; 


ref|NR_024631.1 


Sphingo 


pyxis. 


Dechloromonas agitata 


Mesorhizobium amorphae 


Desulfocella halophila 
halophila Bacteria; 


Bacillus asahii strain 


lobacillus herbarius 


Pseudomonas halophila 
25 Pseudomonas halophila Bacteria; 


Sphingopyxis chilensis 
2964771 2966222 Sphingopyxis chilensis Bacteria; 
Sphingomonadaceae; 


505442 Bacteria_16S 2976829 2976874 1 46 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 3004422 3004451 96 125 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
505442 Bacteria_16S 3025410 3025459 1 50 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

505442 Bacteria_16S 3026920 3026949 96 125 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 


Bacteria; 


505442 Bacteria_ 
dicarboxylicus st 
dicarboxylicus Bacteria; 


Propionivibrio. 


505442 Bacteria_ 
strain AX39 16S r 
B 


Proteobacteria; 


505442 Bacteria_ 
mechernichensis s 
mechernichensis B 
505442 Bacteria_ 
mediterraneus str 
mediterraneus Bac 


Sulfitobacter. 


505442 Bacteria_ 
limneticum strain 
Proteob 


Bacteria; 


505442 Bacteria_ 
strain ORS 992 16 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_ 
kamchatkensis str 
kamchatkensis Bac 


Desulfurella. 


505442 Bacteria_ 
strain N2 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_ 
strain N1 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_ 


strain DSM 12081 
Proteobacteria; 


Bacteria; 


Hyphomicrobium. 


505442 Bacteria_16S 
strain A901/1 16S 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 
heliothermus stra 
heliothermus Bacteria; 


Antarctobacter. 


505442 Bacteria_16S 
strain Ekho Lake- 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
505442 Bacteria_16S 
sundsvallense str 
sundsvallense Bac 


Proteob 


Betaproteobacteria; 
505442 Bacteria_16S 
intermedius strain TF2 1 
Proteob 
505442 Bacteria_16S 
denitrificans str 
denitrificans Bac 


16S 3055997 3056026 96 125 


Proteobacteria; 
16S 


3060542 3060575 91 124 
ibosomal RNA, partial sequence 


16S 3062083 3062116 91 124 
train TL1 16S ribosomal RNA, partial 
acteria; Proteobacteria; 


16S 3063560 3063589 96 125 


16S 3075386 3075415 96 125 


16S 3076796 3076915 1 122 
S ribosomal RNA, partial sequence 
Rhizobiales; 
16S 3083046 3083119 53 125 
ain K-119 16S ribosomal RNA, partial 


teria; Proteobacteria; 


Rhiz 


16S 3108482 3108511 96 125 


RNA, complete sequence 
Rhodobacterales; 
16S 3114508 3114541 91 124 
16S ribosomal RNA, complete sequence 
Rhodocyclales; 
3119104 3119133 96 125 
6S ribosomal RNA, 
acteria; 
3125143 3125172 96 
ain DSM 
teria; 


125 
Proteobacteria; Alphaproteobac 


3135467 3135496 96 125 
ribosomal RNA, partial sequence 


P 


3164336 3164365 96 125 
172 16S ribosomal RNA, partial sequen 


3208396 3208449 1 54 
ain CCUG 36622 16S ribosomal RNA, par 


Corynebacteriaceae; Corynebacterium. 


505442 Bacteria_16S 


strain IFO 10550 


3209973 3210002 96 125 


Sphingomonadales; 
3211465 3211494 96 125 


acteria; Alphaproteobacteria; Caulobac 
gi 
rain CreMall 16S ribosomal RNA, partia 
Betaproteobacter 


gi 
3059104 30605 
etaproteobacteria; Rhodocyclales; Rhodoc 


gi 


Betaproteobac 
gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacter 


gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 


gi 
3075492 30769 


gi 
Deltaproteobacter 


gi 


3108566 31099 
gi 


Rhodoc 

gi 
complete sequence 31176 
Alphaproteobacteria; Rhodospi 
gi 
1869 16S ribosomal RNA, partia 


gi 
3134094 31355 


roteobacteria; Alphaproteobacte 


gi 


gi 
teria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 


505442 Bacteria_16S gi 


terales; Caulobacteraceae; 
219846885 NR_026477.1| Propionivibrio 
1 sequence 3054533 3056028 Propionivibrio 


ia; Rhodocyclales; Rhodocyclaceae; 


Phenylobacterium. 


219846882|ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 
yclaceae; Thauera. 
219846881|ref|NR_026473.1| Thauera 

equence 3060645 3062135 Thauera 

teria; Rhodocyclales; Rhodocyclaceae; Thauera. 
219846880|ref|NR_026472.1| Sulfitobacter 
sequence 3062186 3063600 Sulfitobacter 

ia; Rhodobacterales; Rhodobacteraceae; 


s 


Ferribacterium 
acterium limneticum 


219846872 |ref|NR_026464.1 
ence 3073912 3075441 Ferrib 
ales; Rhodocyclaceae; Ferribacterium. 
219846871|ref|NR_026463.1| Rhizobium undicola 

24 Rhizobium undicola Bacteria; 
obiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
219846867 |ref|NR_026459.1| Desulfurella 

equence 3081609 3083134 Desulfurella 

ia; Desulfurellales; Desulfurellaceae; 


s 


219846850|ref|NR_026442.1| Rhodovulum robiginosum 


RNA, complete sequence 3107102 3108515 Rhodovulum robiginosum Bacteria; 
Rhodobacterales; Rhodobacteraceae; Rhodovulum. 
16S 3109947 3109976 96 125 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 

aceae; Rhodovulum. 

219846846 |ref|NR_026438.1| Azoarcus anaerobius 

3113039 3114569 Azoarcus anaerobius Bacteria; 

yclaceae; Azoarcus. 

219846843] ref|NR_026435.1|] Gluconacetobacter 

80 3119160 Gluconacetobacter intermedius 

Acetobacteraceae; Gluconacetobacter. 

ref |NR_026431.1| Hyphomicrobium 
3123738 3125183 Hyphomicrobium 

obiales; Hyphomicrobiaceae; 


Rhodobacter 


rillales; 

219846839 
1 sequence 
teria; Rhiz 
219846832|ref|NR_026424.1| Paracoccus alkenifer 
01 Paracoccus alkenifer Bacteria; 


Rhodobacterales; Rhodobacteraceae; Paracoccus. 
3162868 3162897 96 125 gi|219846814|ref|NR_026406.1| Antarctobacter 
in EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 


ria; Rhodobacterales; Rhodobacteraceae; 
219846813 


e 31629 


ref|NR_026405.1| Roseovarius tolerans 
61 3164378 Roseovarius tolerans Bacteria; 
aceae; Roseovarius. 

219846783 |ref|NR_026375.1| Corynebacterium 

ial sequence 3207052 3208519 Corynebacterium 

ales; Corynebacterineae; 


Cc 


e 


219846782 |ref|NR_026374.1| Sphingomonas mali 
11 Sphingomonas mali Bacteria; 
adaceae; Sphingomonas. 


ref |NR_026373.1| Sphingomonas 


Sphingomon 
219846781 


pruni 


strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 


Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


Sphingomonadaceae; Sphingomonas. 


gi 


219857645 
21340 
219857644 
21355 
219857643 
21370 
219857642 


sequence 


gi 


219857641 


sequence 


gi 


gi 


sequence 


gi 
gi 


gi 


sequence 


gi 


gi 


sequence 


gi 


gi 


sequence 


gi 
gi 


gi 


sequence 


gi 
gi 
gi 


gi 


sequence 


gi 


sequence 


gi 


gi 


219857640 
21415 
219857639 
21430 
219857638 
21445 
219857637 
21460 
219857636 
21475 
219857635 
21491 
219857634 
21507 
219857633 
21521 
219857632 
21536 
219857631 
21551 
219857630 
21566 
219857629 


219857628 
21596 
219857627 
21611 
219857626 


219857625 
21642 
219857624 


219857623 
21672 
219857622 


219857621 
21703 
219857620 
21719 
219857 


219857 
219857 
219857 


217 
219857613 


219857612 


219857611 
21824 
219857609 


sequence 


gi 


gi 


219857608 
21855 
219857607 


ref 
402 
ref 
742 
ref 
732 
ref 


is} 


ref 

2 
ref 
53 2 
ref 
68 2 
ref 
732 
ref 
782 
ref 
822 
ref 
65 2 
ref 
292 
ref 
932 
ref 
522 
ref 
312 
ref 
572 
ref 


ND 


ref 
482 
ref 
53 2 
ref 

2 
ref 
142 
ref 

2 
ref 
80 2 
ref 


is} 


ref 
56 2 
ref 
00 2 
ref 


ND 


ref 
102 
ref 
27 
ref 
782 
ref 


ND 


ref 


is} 


ref 
53 2 
ref 


i} 


ref 
172 


ref 


NR_025234.1 
135523 
NR_025233.1 
137022 
NR_025232.1 
138564 
NR_025231.1 
138615 214004 
NR_025230.1 
140092 214150 
NR_025229.1 
143017 
NR_025228.1 
144522 
NR_025227.1 
146027 
NR_025226.1 
147531 
NR_025225.1 
149114 
NR_025224.1 
150678 
NR_025223.1 
152142 
NR_025222.1 
153601 
NR_025221.1 
155080 
NR_025220.1 
156606 
NR_025219.1 
158143 
NR_025218.1 
158194 215959 
NR_025217.1 
161102 
NR_025216.1 
162578 
NR_025215.1 
162629 21641 
NR_0252 
165735 

NR_0252 
165786 21 
NR_0252 
168769 

NR_0252 
168820 21703 
NR_025210.1 
171849 
NR_025209.1 
173400 
NR_025208.1 
173451 217485 
NR_025205.1 
176403 
NR_025204.1 


NR_025203.1 
179370 
NR_025202.1 
179421 218088 
NR_025201.1 
180937 218240 
NR_025200.1 
183877 
NR_025198.1 
183928 218546 
NR_025197.1 
186981 

NR_025196.1 


2187032 2188507 


Mycobacterium microti strain ATCC 19422 16S ribosomal RNA, partial sequence 
Mycobacterium brumae strain ATCC 51384 16S ribosomal RNA, partial sequence 
Microbulbifer salipaludis strain SM-1 16S ribosomal RNA, partial sequence 
Amycolatopsis palatopharyngis strain 1Bdz 16S ribosomal RNA, partial 
ieeetiedes micronuciformis strain AIP 412.00 16S ribosomal RNA, partial 
f ahaa ines skagerrakense strain D30 16S ribosomal RNA, partial sequence 
Pseudomonas koreensis strain Ps 9-14 16S ribosomal RNA, partial sequence 
Pseudomonas umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 
Pseudomonas jinjuensis strain Pss 26 16S ribosomal RNA, partial sequence 
Mycobacterium parmense strain MUP 1182 16S ribosomal RNA, complete sequence 
Prauserella halophila strain YIM 90001 16S ribosomal RNA, partial sequence 
Porphyrobacter cryptus strain ALC-2 16S ribosomal RNA, partial sequence 
Albidovulum inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 
Rubritepida flocculans strain H-8 16S ribosomal RNA, partial sequence 
Rubrobacter taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
Streptomonospora alba strain YIM 90003 16S ribosomal RNA, partial sequence 
Paracoccus zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial 
Swaminathania salitolerans strain PA 51 16S ribosomal RNA, partial sequence 
Nocardia caishijiensis strain F829 16S ribosomal RNA, partial sequence 
Desulfovibrio hydrothermalis strain AM13 16S ribosomal RNA, partial 
Pte aeas marinum strain ATCC 927 16S ribosomal RNA, partial sequence 
Pseudonocardia chloroethenivorans strain SL-1 16S ribosomal RNA, partial 
Laenieiess speibonae strain PK-Blue 16S ribosomal RNA, partial sequence 
Carnobacterium pleistocenium strain FTR1 16S ribosomal RNA, partial 
poe fulvus strain NCIMB 8634 16S ribosomal RNA, partial sequence 
Cellvibrio vulgaris strain NCIMB 8633 16S ribosomal RNA, partial sequence 
Rhodococcus aetherivorans strain 10bc312 16S ribosomal RNA, partial 
cos jeotgali strain YKJ-103 16S ribosomal RNA, partial sequence 
Leuconostoc inhae strain IH003 16S ribosomal RNA, partial sequence 2176454 
Ramlibacter henchirensis strain TMB834 16S ribosomal RNA, partial sequence 
Flavobacterium omnivorum strain AS 1.2747 16S ribosomal RNA, partial 
eee xinjiangense strain AS 1.2749 16S ribosomal RNA, partial 
Mamas: hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 
Pseudoxanthomonas taiwanensis strain CB-226 16S ribosomal RNA, partial 


6 
Carnobacterium viridans strain MPL-11 16S ribosomal RNA, partial sequence 


Legionella busanensis strain K9951 16S ribosomal RNA, partial sequence 


505442 Bacteria_16S 3305437 3305494 1 58 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

505442 Bacteria_16S 3417779 3417836 1 58 gi|219846633|ref|NR_026225.1] Actinomyces 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

505442 Bacteria_16S 3419311 3419340 96 125 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

505442 Bacteria_16S 3499053 34991101 58 gi|219846577|ref|NR_026169.1| Actinomyces radingae 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
505442 Bacteria_16S 3523380 3523413 91 124 gi|219846561|ref|NR_026153.1| Thauera aromatica 


strain DSM 6984 1 
Proteobacteria; B 


505442 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


505442 Bacteria_16S 


strain DSM 8722 
Firmicutes; Bacil 
505442 Bacteria 
strain DSM 8721 
Firmicutes; Bacil 
505442 Bacteria 
strain DSM 8716 
Firmicutes; Bacil 
505442 Bacteria 
strain DSM 8715 
Firmicutes; Bacil 


505442 Bacteria_16S 3554078 3554107 96 125 gi| 219846541 |ref|NR_026133.1 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 355413 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetoba 
Gluconacetobacter. 

505442 Bacteria_16S 3557187 3557220 91 124 gi|219846538|ref|NR_026130.1 
strain 106 16S ribosomal RNA, partial sequence 3555718 3557247 Zoogloea 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
505442 Bacteria_16S 3570736 3570765 96 125 gi|219846529|ref|NR_026121.1 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 357079 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
Acetobacter subgen. Acetobacter. 

505442 Bacteria_16S 3575282 3575311 96 125 gi|219846526|ref|NR_026118.1 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconob 
505442 Bacteria_16S 3592092 3592121 96 125 gi| 219846515 |ref|NR_026107.1 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 359214 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Acetobacter. 

505442 Bacteria_16S 3604397 3604426 96 125 gi|219846504|ref|NR_026096.1 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 
Sinorhizobium. 

505442 Bacteria_16S 3657298 3657327 96 125 gi| 219846467 |ref|NR_026059.1 


strain H152 16S r 
Proteobacteria; A 


505442 Bacteria_16S 


sporothermodurans 
sporothermodurans 


505442 Bacteria_16S 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


505442 Bacteria_16S 


strain RB 16S rib 
Proteobacteria; A 
fever group. 


505442 Bacteria_16S 


strain F9251 16S 


16S 


16S 


16S 


etaproteobacteria; Rhodocyclales; Rhod 
3535391 3535440 1 50 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3538514 3538563 1 50 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3540085 3540134 1 50 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3543212 35432611 50 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3544768 3544817 1 50 


Oc 


ad: 


gi 


gi 


gi 


lales; Bacillaceae; Bacillus. 


ibosomal RNA, partial sequence 


lphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
3723862 37239111 50 gi|219846419|ref|NR_026010.1 
strain M215 16S ribosomal RNA, partial sequence 3722493 372398 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
3726808 3726865 1 58 gi|219846417|ref|NR_026008.1 
ain IFO 14382 16S ribosomal RNA, partial sequence 3725501 372690 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
ae; Actinomadura. 
3782029 3782058 96 125 gi|219846376|ref|NR_025967.1 


osomal RNA, partial sequence 


lphaproteobacteria; Rickettsiales; Ricke 


6S ribosomal RNA, partial sequence 3521933 35234 


219846553 
eq 


219846551 
3537139 35386 


219846550 
3538695 35402 


219846548 
3541838 35433 


219846547 
6S ribosomal RNA, complete sequence 3543393 35448 


3655877 36573 


3780594 37820 


; Thauera. 

ref|NR_026145.1 
3534017 353553 

Bacillus. 

ref |NR_026143.1 

44 Bacillus 


yclaceae 


uence 
laceae; 


ref|NR_026142.1 
15 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ttsiaceae; Rickettsieae; 


3894632 3894661 96 125 
ribosomal RNA, partial sequence 


gi 


219846299 
3893217 3894682 Bartonella elizabethae Bacteria; 


ref 


32 Thauera aromatica Bacteria; 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Zoogloea ramigera 


ramigera Bacteria; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


v 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acetobacter 
8 Acetobacter 
tobacteraceae; 


Sinorhizobium saheli 
saheli Bacteria; 


ifer group; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Bacillus 
9 Bacillus 


Actinomadura 
6 Actinomadura 


osporangineae; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Bartonella elizabethae 


NR_025889.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


505442 Bacteria_16S 3897711 3897760 1 50 gi 
muriaticus strain X-1 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; 
505442 Bacteria_16S 3931223 39312721 50 gi 
okeanokoites strain IFO 12536 16S ribosomal RNA, partia 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococ 
505442 Bacteria_16S 3959133 3959182 1 50 gi 
laevolacticus strain M-8 16S ribosomal RNA, complete se 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporola 
505442 Bacteria_16S 3966748 3966777 96 125 gi 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteri 
Novosphingobium. 
505442 Bacteria_16S 


219846297 
ce 38963 
Tetrageno 
219846274 
1 sequence 
caceae; Pl 
219846253 
quence 
ctobacilla 
219846248 
sequence 
a; Sphingo: 


219846246 
39683 


3969670 3969719 1 50 gi 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
505442 Bacteria_16S 3981158 3981187 96 125 gi| 219846238 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
505442 Bacteria_16S 3996047 3996076 96 125 gi| 219846228 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 39960 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobac 
505442 Bacteria_16S 3997541 3997570 96 125 gi| 219846227 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingo 
Erythrobacter. 
505442 Bacteria_16S 3999031 3999060 96 125 gi 
donghaensis strain SW-132 16S ribosomal RNA, partial se 
donghaensis Bacteria; Proteobacteria; Alphaproteobacter 
Porphyrobacter. 
505442 Bacteria_16S 4036912 4036941 96 125 gi| 219846199 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 40355 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
505442 Bacteria_16S 4044345 4044394 1 50 gi|219846191 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; 
505442 Bacteria_16S 4118247 4118296 1 50 gi| 219846139 
strain ON59 16S ribosomal RNA, partial sequence 4116858 41183 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
505442 Bacteria_16S 4167551 4167580 96 125 gi|219846102 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Sulfitobacter. 
505442 Bacteria_16S 4169033 4169062 96 
strain KMM 3554 16S ribo 


219846226 
quence 
ia; Sphing 


v 


; bac 


125 gi|219846101 
somal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
505442 Bacteria_16S 4178265 4178298 91 124 gi|219846095 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
505442 Bacteria_16S 65061 65089 96 124 gi| 265679021 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
505442 Bacteria_16S 81381 81429 1 49 gi| 265679010 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 
Firmicutes; Bacillales; Listeriaceae; Listeria. 
505442 Bacteria_16S 113533 113561 97 125 
strain HQgoel 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
505442 Bacteria_16S 


gi| 265678987 
112043 11359 
Syntrophobacterales; Syntrop 
115132 115160 97 125 gi| 265678986 
strain DM-2 16S ribosomal RNA, partial sequence 113641 11518 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrop 
505442 Bacteria_16S 122754 122782 1 29 gi| 265678981 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 12137 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterale 
505442 Bacteria_16S 124241 124293 1 53 gi| 265678980 
strain CE40 16S ribosomal RNA, partial sequence 122905 12429 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
505442 Bacteria_16S 131753 131781 1 29 gi| 265678975 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 13190 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


ref 
cocc 
ref 
ref 


ceae 
ref 


mona 


ref 


ref 


hizo 
ref 


tera 
ref 


mona 


omon 
ref 


Eryt 
ref 


Plan 
ref 


ref 


rs 


tera 
ref 


acea 
ref 
4 
rial 
ref 


alob 
ref 


ref 


hace 
ref 


hace 
ref 


s; S 
ref 


; Ce 
ref 


505442 Bacteria_16S 153083 153111 96 124 gi| 265678961 
propionicum strain X2 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 


31 3897842 Tetrag 
3929851 393132 
anomicrobium. 


3957761 39592 


3965346 39667 


66 3969766 Phaeo 


Rhod 


85 Erythrobacter 


3996136 39975 


3997630 39990 


07 4036950 Eryth 


4042976 40444 


54 Streptococcus 


166170 41675 


78 Sulfitobacter 


176834 41783 


65117 


3 122854 Desul 


8 Cellulomonas 


2 Chrysiogenes 


NR_025887.1 


us. 
NR_025864.1 


NR_025843.1 

4 
; Sporolacto 
NR_025838.1 
8 
dales; Sphin 
NR_025836.1 
s 
ospirillace 
NR_025828.1 


bium/Agrobac 
NR_025818.1 


ceae; Erythr 
NR_025817.1 
7 
dales; Eryth 
NR_025816.1 
6 
adales; Eryt 
NR_025789.1 
a8 
hrobacterace 
NR_025781.1 
3 


ococcus. 
NR_025729.1 


NR_025692.1 
9 
a 


les; Rhodob 


NR_025691.1 


e; Sulfitoba 
NR_025685.1 
0 
es; Alcalige 
NR_029329.1 
Herbas 
acteraceae; 
NR_029318.1 


NR_029295.1 


ae; Syntroph 
NR_029294.1 


ae; Syntroph 
NR_029289.1 
£ 
yntrophobact 
NR_029288.1 


1llulomonadac 
NR_029283.1 


ref 


a 


Tetragenococcus 
enococcus muriaticus 


Planomicrobium 
2 Planomicrobium 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 

Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 
Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Planococcus 

9 Planococcus 


Streptococcus minor 
minor Bacteria; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Listeria innocua 


Listeria innocua Bacteria; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Chrysiogenes arsenatis 


arsenatis Bacteria; 


NR_029269.1 


Clostridium 


151617 153137 Clostridium propionicum 
Clostridium. 


505442 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


505442 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


505442 Bacteria_16S 


strain AS130 16S 


defluvii strain B 
Bacteria; Proteob 


505442 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


505442 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


505442 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain K1l1 16S ri 
Proteobacteria; B 


505442 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


505442 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


505442 Bacteria_16S 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 80579 


Firmicutes; Clost 


505442 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


505442 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


505442 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


505442 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


505442 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


505442 Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hyd 
mamonada 


strain 2 16S ribo 
Proteobacteria; B 


505442 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


505442 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


505442 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


strain 133 16S ri 
Proteobacteria; B 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


cteria; 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
505442 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
505442 Bacteria_16S 


263079 263107 96 
ain P 1 16S ribosomal RNA, 
teria; Actinobacteria; 
Rubrobacter. 

308665 308693 96 
S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
355590 355658 1 69 gi 
ribosomal RNA, partial sequence 


124 gi 
complete se 
Rubrobacteridae 


124 gi 


499644 499672 96 124 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
501196 501224 96 124 gi 


osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
755148 755184 89 125 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 


805711 805739 1 29 gi 


ridia; Clostridiales; Veillonellaceae; 
866640 866668 96 124 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


884559 884587 1 29 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


921497 921621 1 124 gi 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Coriobacte 
Slackia. 

932351 932379 96 124 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
943187 943215 96 124 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
944750 944778 96 124 gi 


v 


etaproteobacteria; Burkholderiales; Co: 
946313 946341 96 124 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
947877 947905 96 124 gi 
rain 2Kl 16S ribosomal RNA, partial se 
Proteobacteria; Betaproteobact 


949439 949467 96 124 


gi 


951004 951032 96 124 


gi 


complete sequence 307188 30872 


354284 35569 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
505442 Bacteria_16S 


6S ribosomal RNA, partial sequence 499730 50125 


542382 54390 


mamonada 


quence 
eria; 


947973 94948 
mamonadace 


949535 95104 
mamonadace 


265678885 
quence 
Rubrobac 


265678855 


mamonadace 
265678820 


microbiace 
265678719 
ence 49817 
riales; Co 
265678718 


Deferriba 
265678543 
ence 75371 
cteriales; 
265678509 


Anaeroglo 
265678468 
sequence 
cteria; Ca 
265678455 
equence 

eria; Synt 


265678431 
al sequenc 
ridae; Cor 


265678424 
tial seque 
lostridial 
265678417 

94171 
ce 
265678416 
ro 
ce 
265678415 
nce 94484 
riales; Co 
265678414 


Burk 


265678413 


265678412 


1127275 1127303 1 29 gi 
16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


mamo 


hold 


0 Deferribacter 
cter. 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028812.1 
1 Anaeroglobus 
bus. 
ref|NR_028771.1 

865186 866674 
mpylobacterales; 
ref|NR_028757.1 

883190 884650 
rophobacterales; 
ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 


ref 
nce 


NR_028726.1 
930884 

es; Clostridiace 
ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydrog 
nadaceae; Hy 
ref|NR_028716.1 
946409 947922 
eriales; Com 
ref|NR_028715.1 
Acidovorax. 
NR_028714.1 


ae; 
ref 


ae; Acidovorax. 


253680772 


ref|NR_029191.1] Rubrobacter 

261591 263140 Rubrobacter 
terales; Rubrobacterineae; 
ref|NR_029161.1| Comamonas testosteroni 


3. Comamonas testosteroni Bacteria; 


ae; Comamonas. 

ref|NR_029125.1| Rhodoplanes elegans 

0 Rhodoplanes elegans Bacteria; 

ae; Rhodoplanes. 

ref|NR_029024.1| Hydrogenophaga 

8 499679 Hydrogenophaga defluvii 
mamonadaceae; Hydrogenophaga. 
ref|NR_029023.1| Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


etaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

504263 504291 96 124 gi|265678716|ref|NR_029021.1]| Loktanella 
ain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

511783 511903 1 118 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
osomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
lales; Bacillaceae; Geobacillus. 

534701 534729 96 124 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
bosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

543865 543893 96 124 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 


abyssi Bacteria; 


Cardiobacterium 
bacterium valvarum 

eae; Cardiobacterium. 
Anaeroglobus geminatus 


geminatus Bacteria; 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Slackia 
Slackia 
oriobacterineae; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 
Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


ref|NR_028020.1 


Syntrophobacter 


1125986 1127376 Syntrophobacter wolinii 


Syntrophobacterales; 


Syntrophobact 


eraceae; 


505442 Bacteria_16S 
hartmannellae str 


1248311 1248429 1 


ain AlHsp 16S ribosomal RNA, partial s 


121 219857449 


equence 


gi 


ref 


1246931 12484 


NR_025037.1 
5 


Neochlamydia 
9 Neochlamydia 


hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

505442 Bacteria_16S 1348296 1348324 1 29 gi|228720860|ref|NR_027598.1| Syntrophobacter 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Syntrophobacteraceae; Syntrophobacter. 

505442 Bacteria_16S 1481606 1481634 96 124 gi|219878371|ref|NR_025510.1]| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

505442 Bacteria_16S 1492204 1492232 96 124 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 1537220 1537345 1 124 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

505442 Bacteria_16S 1567389 1567421 92 124 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 


strain LB37 16S r 
Fusobacteria; Fus 
505442 Bacteria_16S 
strain LB23 16S r 
Fusobacteria; Fus 
505442 Bacteria_16S 
lusatiensis strai 
Bacteria; Proteob 
505442 Bacteria_16S 
philippinense str 
philippinense Bac 
Pseudonocardiacea 
505442 Bacteria_16S 
strain R5292 16S 


505442 Bacteria_16S 
strain DSM 1672 1 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

505442 Bacteria_16S 1816994 1817118 1 124 gi|219878325|ref|NR_025464.1 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

505442 Bacteria_16S 1823119 1823240 1 124 gi|219878321|ref|NR_025460.1 


strain P 229/10 1 


505442 Bacteria_16S 
limicola strain G 
limicola Bacteria; 
505442 Bacteria_16S 
nitrativorans str 
nitrativorans Bac 
505442 Bacteria_16S 
frisingense strai 
frisingense Bacte 
Herbaspirillum. 

505442 Bacteria_16S 
anilini strain An 
Bacteria; Proteob 
505442 Bacteria_16S 


jannaschiana strain ATCC 33883 16S ribosomal RNA, parti 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacte 


505442 Bacteria_16S 


variabile strain DSM 20132 16S ribosomal RNA, partial s 
variabile Bacteria; Actinobacteria; Actinobacteridae; Act 


obacteriales; 


obacteriales; 


ibosomal RNA, partial sequence 
Fusobacteriaceae; 


1568925 1568957 92 


ibosomal RNA, partial sequence 
Fusobacteriaceae; 


1570326 1570394 1 


n S1 16S ribosomal RNA, partial 
acteria; Alphaproteobacteria; Rhizobia 


1663316 1663440 1 


ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 


1683171 1683227 68 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


1748741 1748769 1 


1830792 1830820 96 


olChil 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 


1937242 1937270 96 


ain 23310 16S ribosomal RNA, partial s 
teria; 


Proteobacteria; 
1972016 1972044 96 


n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


1979725 1979753 1 


il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


2013811 2013855 81 


2031537 2031589 1 


Corynebacteriaceae; Corynebacterium. 


505442 Bacteria_16S 


micronuciformis strain AIP 412.00 16S ribosomal RNA, pa 
micronuciformis Bacteria; 


505442 Bacteria_16S 


2141435 2141463 1 


Firmicutes; 
2156551 2156579 96 


richia. 
219846057 


Leptot 
124 gi 
richia. 

219878173 
ce 
les; 
219878433 
sequence 
e; 


Leptot 
gi 
sequen 


69 


124 gi 


124 gi| 219878420 


29 gi| 219878375 


6S ribosomal RNA, partial sequence 1747351 17488 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 


taiwanensis Bacteria; Actinobacteria; 
Rubrobacter. 


Rubrobacteraceae; 


Rubrobacteridae; 


1565947 15674 


1567482 15689 


15690 
Phyll 


1681727 16832 
nomycineae 


ref 


ref 


obac 
ref 


ref 


¢ Ac 
ref 


31 Leptotrichia 


67 Leptotrichia 


18 1570426 Deflu 


1661967 16634 
Actinomycet 


NR_025647.1 


NR_025312.1 


teriaceae; D 
NR_025572.1 
5 
fo) 


ales; Pseud 


NR_025559.1 


tinomycetace 
NR_025514.1 


Vv 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 
Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Herbaspirillum 

9 Herbaspirillum 
acteraceae; 


Desulfobacterium 
obacterium anilini 

eae; Desulfobacterium. 
Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Corynebacterium 

0 Corynebacterium 
erineae; 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 


ococcineae; Microbacteriac 
124 gi|219878316|ref|NR_025455.1 
complete sequence 1829317 183084 
Rhodocyclales; Rhodocyclac 
124 gi| 219878237 |ref|NR_025376.1 
equence 1935800 193729 
Betaproteobacteria; Burkholderiales; Coma 
124 gi|219878214|ref|NR_025353.1 
uence 1970584 197204 
a; Burkholderiales; Oxalob 
29 gi|219878209|ref|NR_025348.1 
1978326 1979852 Desulf 
acterales; Desulfobacterac 
125 gi| 219878187 |ref|NR_025326.1 
al sequence 2012455 201386 
ria; Rhodobacterales; Hyph 
53 gi| 219878175 |ref|NR_025314.1 
equence 2030195 203163 
inomycetales; Corynebact 
29 gi|219857641|ref|NR_025230.1 
rtial sequence 214009 
Clostridia; Clostridiales; Veillonellaceae; 
124 gi|219857631|ref|NR_025220.1 

2 


Rubrobacterales; 


Rubrobact 


Rubrobacter 


155131 2156606 Rubrobacter 


erineae; 


505442 Bacteria_16S 


lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


505442 Bacteria_16S 
strain KF46F 16S 


505442 Bacteria_16S 
palleronii strain 


505442 Bacteria_16S 
strain CCUG 2113 


505442 Bacteria_16S 
intermedia strain 
Bacteria; 
505442 Bacteria_16S 


nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
nitroreducens Bacteria; 


Diaphorobacter. 
505442 Bacteria_16S 
strain IAM 12409 


505442 Bacteria_16S 


saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 
saccharophila Bacteria; 


505442 Bacteria_16S 


ea 
2 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; 

2 


505442 Bacteria_16S 
huttiense strain 


Herbaspirillum. 
505442 Bacteria_16S 
strain BSB411 16S 


505442 Bacteria_16S 


multipotens strain RH-8 16S ribosomal RNA, partial sequence 30784 
Proteobacteria; Deltaproteobacteria; Desulfurellales; D 


Bacteria; 
505442 Bacteria_16S 
propionica strain 
Bacteria; 
505442 Bacteria_16S 
strain DSM 44267 


505442 Bacteria_16S 
guttoideum strain 
guttoideum Bacteria; 
505442 Bacteria_16S 


acanthamoebae strain Bn9 16S ribosomal RNA, 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiace 


505442 Bacteria_16S 


ribosomal RNA, 


2203544 2203592 1 


2305431 2305459 96 


2544180 2544208 96 


2545741 2545769 96 


2645627 2645655 96 


2750400 2750428 96 
Proteobacteria; 
2848660 2848688 96 
2850217 2850245 96 
Proteobacteria; 


2862632 2862660 96 


2868804 2868832 96 


3014961 3014989 96 


3079939 3079967 97 


3081515 3081543 97 


3153584 3153636 1 


3158413 3158441 96 


Firmicutes; 


3234095 3234213 1 


3246355 3246403 1 


Clostridia; 


49 


124 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


124 


CCUG 20334 16S ribosomal RNA, partial sequence 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 


124 


16S ribosomal RNA, partial sequence 2544276 25457 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


124 


S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


124 


Betaproteobacteria; 


124 


16S ribosomal RNA, partial sequence 2847193 28487 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


124 


Betaproteobacte 


124 


124 


ATCC 14670 16S ribosomal RNA, partial 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 


124 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


125 


125 


U-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurellales; D 


53 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


124 


DSM 4024 16S ribosomal RNA, partial sequence 
Clostridiales; 


121 


49 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 
505442 Bacteria_16S 
strain Feox-1 16S 


505442 Bacteria_16S 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 33510 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


505442 Bacteria_16S 
pfennigii strain 


Syntrophobacter. 
505442 Bacteria_16S 


strain NCTC 10951 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


505442 Bacteria_16S 


neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequen 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; C 


505442 Bacteria_16S 


Listeriaceae; 


ribosomal RNA, 


Listeria. 
3270340 3270368 96 


3350977 3351005 96 


3408780 3408812 1 


3413365 3413417 1 


3527916 3527944 96 


3540153 3540200 71 


124 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


124 


33 


DSM 10092 16S ribosomal RNA, partial sequence 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; 


53 


124 


118 


complete sequence 


gi|219857597 


gi| 219857526 
2303983 23054 


gi|219857348 


gi| 219857347 


219857228 

26441 
Co: 
219857154 


gi 


gi 
Burkh 


gi|219856892 


gi| 219856891 


ia; Burkh 
gi| 219856883 
Burkhol 
19856879 
sequence 


gi 


gi|219846914 
3013492 30150 


gi| 219846869 


219846868 
30800 


gi 


gi| 219846820 


gi|219846817 


Lachn 


gi|219846765 


gi| 219846757 
3244997 32464 


gi| 219846741 
3268876 32703 


gi| 219846684 


gi|219846640 
Syntroph 


219846636 
34120 


gi 


gi|219846558 


Burkholderiales; 


ref|NR_025185.1 
2202199 220366 
ref|NR_025114.1 
Xenophilus. 
ref |NR_024936.1 

2542716 254422 
ref |NR_024935.1 


Acidovorax. 
NR_024856.1 


ae; 
ref 


mamonadaceae; 
ref |NR_024782.1 

2748935 275045 
olderiales; 
ref|NR_024711.1 
ae; Delftia. 
ref|NR_024710.1 
2848765 285026 
olderiales; 
ref|NR_024702.1 

2861171 286267 
deriales; 
ref |NR_024698.1 

2867356 286884 
riales; Oxalobac 
ref|NR_026506.1 
ae; Acidovorax. 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref |NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026412.1 


; Intrasporangia 
ref|NR_026409.1 

3156952 315844 
ospiraceae. 
ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_026349.1 


ref |NR_026333.1 


ref|NR_026276.1 
ceae; 
ref|NR_026232.1 

3407396 340888 
obacterales; Syn 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 


gi| 219846550 


ref|NR_026142.1 


Comamonadaceae; 


Comamonadaceae; 


Comamonadaceae; 


Mycoplasma 
9 Mycoplasma 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Hydrogenophaga 
5 Hydrogenophaga 
Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hydrogenophaga 


82 2645662 Hydrogenophaga intermedia 
Hydrogenophaga. 


Diaphorobacter 
5 Diaphorobacter 


Comamonadaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 

6 Pelomonas 

Pelomonas. 
Curvibacter 

8 Curvibacter 

Curvibacter. 
Herbaspirillum 

5 Herbaspirillum 

teraceae; 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Desulfotomaculum 
6 Desulfotomaculum 


Parachlamydia 
7 Parachlamydia 
a. 
Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Paucimonas. 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Clostridium 

8 Clostridium 
lostridium. 

Bacillus agaradhaerens 


strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Bacillus. 


505442 Bacteria_16S 3589012 3589040 97 125 gi| 219846517 |ref|NR_026109.1 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
505442 Bacteria_16S 3590561 3590589 96 124 gi|219846516|ref|NR_026108.1 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 35906 

Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 

505442 Bacteria_16S 3598223 3598251 96 124 gi|219846509|ref|NR_026101.1 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticu 
505442 Bacteria_16S 3599771 3599799 96 124 gi|219846508|ref|NR_026100.1 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 359982 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
505442 Bacteria_16S 3678790 3678818 96 124 gi|219846452|ref|NR_026043.1 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 367884 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; De 
505442 Bacteria_16S 3699752 3699780 1 29 gi| 219846437 |ref|NR_026028.1 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobi 
505442 Bacteria_16S 3777411 3777439 1 29 gi| 219846379 |ref|NR_025970.1 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermo 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobact 
Thermodesulforhabdus. 

505442 Bacteria_16S 4071456 4071484 1 29 gi|219846172|ref|NR_025762.1 
strain PVl 16S ribosomal RNA, partial sequence 4070099 40715 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

505442 Bacteria_16S 4082247 4082275 96 124 gi|219846165|ref|NR_025755.1 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 40822 

Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

505442 Bacteria_16S 4136540 4136584 1 45 gi|219846123|ref|NR_025713.1 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 
505442 Bacteria_16S 4138106 41381501 45 gi|219846122|ref|NR_025712.1 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 41382 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
505442 Bacteria_16S 4144368 4144412 1 45 gi|219846118|ref|NR_025708.1 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 41445 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
505442 Bacteria_16S 4150620 4150664 1 45 gi|219846114|ref|NR_025704.1 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
505442 Bacteria_16S 4153614 4153658 1 45 gi|219846112|ref|NR_025702.1 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
505442 Bacteria_16S 4155179 4155223 1 45 gi|219846111|ref|NR_025701.1 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 41553 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
505442 Bacteria_16S 4156745 4156789 1 45 gi|219846110|ref|NR_025700.1 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 41568 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
505442 Bacteria_16S 4159876 4159920 1 45 gi|219846108|ref|NR_025698.1 
strain CCH 16S ribosomal RNA, partial sequence 4158509 41600 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
505442 Bacteria_16S 4190515 4190543 96 124 gi| 219846083 |ref|NR_025673.1 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 419056 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Schlegelella. 

505442 Bacteria_16S 4238887 4238943 68 124 gi| 219846043 |ref|NR_025633.1 


strain R18165 16S 


Fusobacteria. 


505442 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


505442 Bacteria_16S 205065 205108 1 44 gi| 265678927 |ref|NR_029235.1 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus 
505442 Bacteria_16S 232519 232550 1 32 gi|265678908|ref|NR_029216.1 


modestum strain Gra 


ribosomal RNA, complete sequence 


149867 149898 1 32 


partial sequence 


gi 


149957 
bosomal RNA, 


149988 93 124 
partial sequence 


gi 


4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
505442 Bacteria_16S 
strain PCL 16S ribosomal RNA, 


no: 
265678963 
148511 15001 


265678963 
148511 15001 


Succ 2 16S ribosomal RNA, partial sequence 


mycineae; Ac 
ref 


tinomycetace 
NR_029271.1 


ref |NR_029271.1 


Desulfurella 

urella acetivorans 
Desulfurella. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium 
idium lentocellum 
m. 
Clostridium 
6 Clostridium 
lostridium. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma helicoides 


helicoides Bacteria; 


Spiroplasma diminutum 


diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Clostridium rectum 


5 Clostridium rectum Bacteria; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Dictyoglomus 
Dictyoglomus 


231154 232668 


Propionigenium 
Propionigenium 


modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 


505442 Bacteria_ 


modestum strain G 
modestum Bacteria 


505442 Bacteria_ 


polysaccharolytic 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacte 


505442 Bacteria_ 


strain H168 16S r 
Clost 


Firmicutes; 


505442 Bacteria_16S 
bajacaliforniensi 
bajacaliforniensi 
505442 Bacteria_16S 
glaucum strain IM 


glaucum Bacteria; 


Corynebacteriacea 
505442 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; 


505442 Bacteria_16S 


strain GraTa 2 16 


Fusobacteria; Fus 


505442 Bacteria_16S 
strain NGA 16S ri 


Synergistetes; 


strain PIPN-2 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


505442 Bacteria_16S 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


505442 Bacteria_16S 


marinus subsp. pa 


Fus 


Sy 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


879928 879971 1 44 gi 
storis strain PCC 9511 16S ribosomal R 


ales; 


NA, partia 


Stre 


265678459 


ptomycineae; Str 
ref |NR_028762.1 
1 sequence 


16S 232611 232642 93 124 gi|265678908|ref|NR_029216.1| Propionigenium 

ra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 

; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

16S 270516 270559 1 44 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
um strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 


rales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

16S 323763 323790 97 124 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
ibosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
ridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

485686 485713 97 124 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
s strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
s Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

580208 580263 69 124 gi|265678666|ref|NR_028971.1| Corynebacterium 
MIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

627136 627167 1 32 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
obacteriales; Fusobacteriaceae; Ilyobacter. 

627229 627260 93 124 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
obacteriales; Fusobacteriaceae; Ilyobacter. 

677375 677402 97 124 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
bosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
nergistia; Synergistales; Synergistaceae; Anaerobaculum. 

737748 737791 1 44 gi| 265678556 |ref|NR_028860.1| Entomoplasma lucivorax 

ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

788906 788941 86 121 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 
bosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

855783 855906 1 124 gi| 265678475 |ref|NR_028778.1| Propionibacterium 
train M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionibacterium. 

876982 877029 1 48 gi|265678461|ref|NR_028764.1| Streptomyces 
n A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 


eptomycetaceae; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


505442 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


505442 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


505442 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; A 


505442 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


505442 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


505442 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


505442 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


Prochlorococcus. 
982993 983036 1 
S ribosomal RNA, 


e; 
44 gi 
complete sequence 981 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


505442 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


1282703 1282734 93 124 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


gi 


1278319 12798 
Entomoplasmataceae; M 
219846087 
1281261 1282749 Entomoplasma somnilux Bacteria; 
Entomoplasmataceae; 


265678389 
620 98314 


icutes; Entomoplasmatales; Entomoplasmataceae; E 

983083 983114 93 124 gi| 265678389 
S ribosomal RNA, complete sequence 981620 98314 
icutes; Entomoplasmatales; Entomoplasmataceae; E 

1009191 1009257 1 68 gi| 265678372 
osomal RNA, partial sequence 1007814 10092 
lales; Bacillaceae; Bacillus. 

1102954 1103075 1 124 gi| 265678308 
osomal RNA, partial sequence 1101592 11031 
ctinobacteridae; Actinomycetales; Micrococcineae; 

1113654 1113776 1 124 gi| 265678300 

76 16S ribosomal RNA, partial sequence 11123 
acteria; Actinobacteridae; Actinomycetales; Micr 

1124357 11244141 58 gi| 224581425 
S ribosomal RNA, partial sequence 112294411244 
bacillales; Lactobacillaceae; Lactobacillus. 

1169721 1169748 97 124 gi| 228719827 
1293 16S ribosomal RNA, partial sequence 11682 
pirochaetes; Spirochaetales; Spirochaetaceae; Sp 

1279662 1279705 1 44 gi|219846093 


ref 


NR_028691.1 


Entomoplasma freundtii 


1 Entomoplasma 
ntomoplasma. 
ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 
ref|NR_028674.1| Bacillus edaphicus 
65 Bacillus edaphicus Bacteria; 


freundtii Bacteria; 


Entomoplasma freundtii 
freundtii Bacteria; 


ref|NR_028610.1| Agromyces rhizospherae 
01 Agromyces rhizospherae Bacteria; 
Microbacteriaceae; Agromyces. 
ref|NR_028601.1| Microbacterium 


07 1113789 Microbacterium halophilum 


v 


ococcineae; Microbacteriaceae; 
ref|NR_027206.1| Lactobacillus antri 
63 Lactobacillus antri Bacteria; 
ref|NR_027585.1| Spirochaeta 

43 1169775 Spirochaeta smaragdinae DSM 
irochaeta. 

ref|NR_025683.1| Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 
esoplasma. 


E 


ref|NR_025677.1| Entomoplasma somnilux 


ntomoplasma. 


505442 Bacteria_16S 1358815 1358846 1 32 gi|228720055|ref|NR_027588.1| Fusobacterium 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
505442 Bacteria_16S 1402455 1402549 1 96 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 


cynodontis JCM 97 


33 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

505442 Bacteria_16S 1416006 1416033 98 125 gi|224581448|ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

505442 Bacteria_16S 1483042 1483073 1 32 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 

505442 Bacteria_16S 1611694 1611721 98 125 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

505442 Bacteria_16S 1684632 1684675 1 44 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 1721346 1721377 1 32 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 


strain WAL 14325 


16S ribosomal RNA, partial sequence 1719990 17214 


59 Cetobacterium 


somerae Bacteria; 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

505442 Bacteria_16S 1768410 1768449 1 40 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

505442 Bacteria_16S 1809357 1809404 3 50 gi|219878330|ref|NR_025469.1]| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

505442 Bacteria_16S 1820061 1820178 1 120 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 1832258 1832289 1 32 gi 
strain VenChi2 16S ribosomal RNA, partial sequence 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyoba 
505442 Bacteria_16S 1832348 1832379 93 124 gi 
strain VenChi2 16S ribosomal RNA, partial sequence 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyoba 
505442 Bacteria_16S 2164020 2164047 1 28 gi 
hydrothermalis strain AM13 16S ribosomal RNA, partial s 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobac 
Desulfovibrio. 
505442 Bacteria_16S 


oc 


cter. 


cter. 


uence 
ria; 


eq 
te 


2203618 2203657 79 118 gi 
lagogenitalium strain 12MS 16S ribosomal RNA, partial s 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycop 
505442 Bacteria_16S 2288791 2288834 1 44 gi 
strain L1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmat 
505442 Bacteria_16S 2559562 2559589 97 124 gi 
strain SR12 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
505442 Bacteria_16S 2561065 2561092 97 124 gi 
strain ILE-3 16S ribosomal RNA, partial sequence 
Synergistetes; Synergistia; Synergistales; 
505442 Bacteria_16S 2587159 2587194 86 
mediterranea strain MMB1 16S ribosomal RNA, 
mediterranea MMB-1 Bacteria; Proteobacteria; 
505442 Bacteria_16S 2611741 2611864 1 
strain DSM 43194 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
505442 Bacteria_16S 2667917 2668039 1 124 gi 
taberi strain DSM 43856 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Saccharopolyspora. 
505442 Bacteria_16S 
CMN3 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia bur 
505442 Bacteria_16S 2867251 2867285 91 125 gi 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 


equence 


la 


aceae; 


Eu 


Synergistaceae; 


121 gi 
complete se 
Gammaprote 
124 gi 


ae 


quence 


ob 


do 


en 


ales; 


2845573 2845600 97 124 


gi 


gdorferi 


Marinobacterium. 


occineae 
219878315 
1830898 18324 


219878315 
1830898 18324 


219857626 
Des 
219857597 


smatacea 
219857540 
2287434 22889 


219857338 
2558106 25596 
bacteriu 
219857337 
2559665 25611 
Aminob 
219857277 


acteria; 
219857258 
16S ribosomal RNA, partial sequence 2610373 26118 
nocardin 
219857212 
ce 26665 
Pseu 


219856894 
2844116 2845615 Borre 


219856880 


7 Mi 
ref 


ref 


ref 


ND 


ulfo 


ref 


e; M 
ref 


Mesop 


ref 


m. 
ref 


acte 
ref 


Oce 
ref 


eae; 
ref 


dono 
ref 
lia 
g 


162629 21641 


2202199 22036 


2585691 25872 


99 2668066 Sacch 
cardineae; 


roup. 


crobacteriac 
NR_025454.1 


NR_025454.1 


NR_025215.1 
6 


vibrionales; 


NR_025185.1 
6 
ycoplasma. 
NR_025128.1 


lasma. 
NR_024926.1 


NR_024925.1 


rium. 
NR_024908.1 
2 
anospirillal 
NR_024889.1 


Pseudonocar 
NR_024840.1 
a 
P 


NR_024713.1 
sinica Bacte 


ref 


eae; Plantibacter. 
Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Mycoplasma 
9 Mycoplasma 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Borrelia sinica strain 
ria; Spirochaetes; 


NR_024699.1 


Marinobacterium 


2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


505442 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


505442 Bacteria_16S 


strain 801 16S ri 


strain lacT 16S r 
Proteobacteria; D 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


505442 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


505442 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


strain NCFB 3026 
Fusobacteria; Fus 


505442 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


505442 Bacteria_16S 
ain EK1-15 16S ribosomal RNA, partial 


periodonticum str 
periodonticum Bac 


505442 Bacteria_16S 
animalis strain NCTC 12276 16S ribosomal 


nucleatum subsp. 


ridia; Clostridiales; 
3007330 3007452 1 


3043695 3043722 1 
ibosomal RNA, partial 
3208457 3208512 6 
e; Corynebacterium. 

3300834 3300869 8 
teria; 


3392050 3392081 1 


3500527 3500558 1 


obacteriales; 
3614874 3614921 1 


bacillales; 
3619351 3619382 1 
teria; Fusobacteria; 
3620732 3620763 1 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


505442 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


505442 Bacteria_16S 
SEBR 4224 16S ribosomal RNA, partial 


congolense strain 
congolense Bacter 


505442 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


505442 Bacteria_16S 
SEBR 2840 16S ribosomal RNA, partial 
Deltaproteobacteri 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


505442 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


lacurosei strain 
Bacteria; 


505442 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; 


strain SEBR 2582 
Proteobacteria; 
Tenericutes; Moll 


leptinotarsae str 
leptinotarsae Bac 


strain BARC 857 1 
Tenericutes; Moll 


grammopterae stra 


ain LD- 
teria; 
505442 Bacteria_16S 


icutes; 
505442 Bacteria_16S 
in GRUA-1 16S ribosomal RNA, partial s 
grammopterae Bacteria; 


Fusobacterium. 
3622113 36221441 


fusiforme Bacteria; 
3677207 3677234 9 


ia; Firmicutes; 


3760974 3761001 9 


rochaetales; 
3768319 3768346 1 


ia; Proteobacteria; 


3775890 3775921 9 


3842612 3842639 9 


Clostridia; 


4065423 4065450 1 


4066947 4066974 1 


4119850 4119881 9 


4145935 4145978 1 


4164473 41645161 


6S ribo 


4175154 4175197 1 


505442 Bacteria_16S 


4181307 4181350 1 


2890410 2890449 79 
6S ribosomal RNA, partial sequence 2888980 28904 
Eubacteriaceae; 


Proteobacteria; 


Entomoplasmatales; 


Tenericutes; Mollicutes; 


118 


124 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
505442 Bacteria_16S 


28 
sequence 


eltaproteobacteria; Desulfovibrionales; 
505442 Bacteria_16S 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacteridae; 


9 124 


6 


121 


32 


32 


animalis Bacteria; 


fusiforme strain SOR 16S ribosomal RNA, 


ribosomal RNA, partial sequence 
Spirochaetaceae; Borrelia. 
219846386 
sequence 

Desulfovibr 


28 


3 124 


7 124 


28 


S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales; Desul 
505442 Bacteria_16S 


28 


16S ribosomal RNA, partial sequence 4065569 40 
Deltaproteobacteria; Desulfovibrionales; 
505442 Bacteria_16S 
strain YJS 16S ribosomal 
icutes; 
505442 Bacteria_16S 


RNA, partial sequence 
Entomoplasmatales; 


1B 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 


strain CHPA-2 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


Entomoplasmatales; 


complete sequenc 
Halanaerobiales; 


gi 


gi 


gi 


gi 
ia 


gi 


gi 


gi 


nigenium. 
219846576 
16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriaceae; 


219856863 


219846721 
ain RB-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotric 
219846651 
6S ribosomal RNA, partial sequence 3390715 33921 
obacteriales; Fusobacteriaceae; Propio 
505442 Bacteria_16S 


16S ribosomal RNA, partial sequence 3613485 36150 


Fusobacteria; 


3759507 37610 


gi 
a; 


gi 
nce 


gi 
e 


219846380 
in KS-1 16S ribosomal RNA, partial seque 
eria; Tenericutes; Mollicutes; Mycopla 
505442 Bacteria_16S 
H200 16S ribosomal RNA, 
Firmicutes; 


smataceae; 
219846334 
38411 


Halanaerobiace 


gi 
4064043 40 


gi 


219846176 
655 
fovibri 
219846175 
669 


Desulfovibrionaceae; Des 
3 124 gi|219846138|ref|NR_025728.1 
4118405 41199 
Entomoplasmataceae; Mesoplasma. 
44 gi|219846117|ref|NR_025707.1 
equence 4144567 414608 
Entomoplasmatales; Spiroplasmata 
44 gi|219846105|ref|NR_025695.1 
somal RNA, partial sequence 4163118 41646 
Entomoplasmataceae; Mesoplasma. 
44 gi| 219846097 |ref|NR_025687.1 
equence 4173799 417528 
Entomoplasmatales; Entomoplasmata 
44 gi|219846092|ref|NR_025682.1 


ref|NR_024682.1 


ref|NR_026511.1 
Mi 
ref|NR_026486.1 
95 Desulfovibrio 
De 
ref|NR_026375.1 
ce 3207052 32085 
ales; 


ref |NR_026313.1 
3299393 330087 
hales; Pisc 


ref|NR_026243.1 


ref|NR_026168.1 
73 Cetobacterium 


ref|NR_025977.1 
3766971 376838 
ionales; Des 


ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref |NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiw 
ref|NR_025766.1 
18 Desulfovibrio 
onaceae; Des 
ref|NR_025765.1 
84 Desulfovibrio 


s 


1 
Corynebacterineae; 


i 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 
Eubacterium. 
219846919 
3005987 30074 
occineae; 
219846894 
3042319 30437 
Desulfovibrionaceae; 
219846783 
1 sequen 
Actinomycet 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 
crobacteriac 


eae; Frigoribacterium. 
Desulfovibrio zosterae 

zosterae Bacteria; 

ulfovibrio. 
Corynebacterium 

9 Corynebacterium 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Cetobacterium ceti 
ceti Bacteria; 


Cetobacterium. 
48 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
09 Alloiococcus otitis Bacteria; 
Carnobacteriaceae; Alloiococcus. 
32 gi|219846493|ref|NR_026085.1| Fusobacterium 
sequence 3618078 3619408 Fusobacterium 
Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
32 gi|219846492|ref|NR_026084.1| Fusobacterium 
RNA, partial sequence 3619459 3620789 


Fusobacteriales; 


32 gi| 219846491 |ref|NR_026083.1| Fusobacterium 
partial sequence 3620840 3622170 Fusobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
7 124 gi|219846453|ref|NR_026044.1| Halanaerobium 
sequence 3675717 3677244 Halanaerobium 
Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
7 124 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Mycoplasma 
7 Mycoplasma 


Halanaerobium 
erobium lacurosei 
m. 

Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 

3 Spiroplasma 

ceae; Spiroplasma. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 


Mesoplasma chauliocola 


4179947 4181446 Mesoplasma chauliocola Bacteria; 


Entomoplasmataceae; Mesoplasma. 


505442 Bacteria_ 


canifelinum strai 
canifelinum Bacte 


505442 Bacteria_ 


strain PIMN-1 16S 
Tenericutes; Moll 
505442 Bacteria_1 


azurea strain NA1 


Bacteria; Actinob 
Saccharomonospora 
505442 Bacteria_1 
antarctica strain 
Proteob 
Pseudoalteromonas 
505442 Bacteria_1 


Bacteria; 


strain S-182 16S 
Firmicutes; 


Enterobacteriales 


505442 Bacteria_16S 


strain TF-27 16S 
Proteobacteria; 


coryniformis subs 


Lacto 
505442 Bacteria_16S 
asymbiotica subsp 


G 
505442 Bacteria_16S 


16S 4182848 4182879 1 32 gi 


ria; 
16S 


Fusobacteria; Fusobacteriales; 
4185810 4185853 1 44 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
6S 2889 3014 1 


gi 


124 gi 


6S 82950 82980 91 121 gi 


6S 340826 340876 1 51 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
401151 401185 91 125 gi 


gi 


v 


Photorhabdus. 
435246 435276 91 121 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
508823 508873 1 51 gi 
p- torquens strain 30 16S ribosomal RN. 


Enterobacteriaceae; 
gi 


n RMA 12708 16S ribosomal RNA, partial 
Fu 


4184459 41859 
Entomoplasmataceae; 


28 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


339450 34088 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


433793 43528 


219846089 
sequence 


219846086 


E 

265679062 
1539 

ales; 


265679009 
ce 81499 
nadales; 


265678831 


cus. 
265678788 


265678765 


hewanellac 
265678713 
A, complet 


sobacteria 


Pseu 


P 


ref|NR_025679.1 
181497 41829 
ceae; Fusobacte 
ref|NR_025676.1 
49 Entomoplasma 
ntomoplasma. 
ref|NR_029370.1 
3029 Sacch 
donocardineae; 


rs 


ref|NR_029317.1 
83011 Pseud 
seudoalteromona 


ref|NR_029136.1 


ref 
rtia 


NR_029093.1 
1 sequence 


ref |NR_029070.1 


Shewanella 
NR_029018.1 
quence 


eae; 
ref 
e se 


5 
E 


a 
P 


fo} 
d 


Fusobacterium 
4 Fusobacterium 
ium. 
Entomoplasma luminosum 


luminosum Bacteria; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Pseudoalteromonas 
alteromonas antarctica 


aceae; 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


505442 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


505442 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


505442 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


505442 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


505442 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


505442 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


505442 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


505442 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


505442 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


505442 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


505442 Bacteria_16S 


luminescens subsp 


Lactobacillus. 
517883 517917 91 125 gi 
thracensis strain 39-8 16S ribosomal 


Photorhabdus. 
519448 519482 91 125 

- kayaii strain 1121 1 
- kayaii Bacteria; Pro 
e; Photorhabdus. 
548403 548433 91 121 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


; Enterobacteriaceae; 


gi 


teobacteria; 


595378 595404 92 118 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
616683 616713 91 121 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
619646 619704 1 59 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


645660 645690 91 

complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
663586 663620 91 125 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


121 gi 


665142 665168 98 124 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


692471 692505 91 
n NSW 326 
ria; 


125 gi 
16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacter 


717909 717943 91 
bosomal RNA, partial s 
ammaproteobacteria; En 


125 
equence 

terobacteriales; 
722554 722588 91 125 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


6S ribosomal RNA, 
Gammaproteoba 


615203 61674 


644174 645732 Vibri 


662137 66364 


716437 71796 


721087 72261 


265678707 
RNA, comp 


265678706 
complete 


265678687 
ial sequen 
cteria; Al 


265678656 
1 sequence 
ales; Rumi 
265678641 


onaceae; V 
265678639 
ce 61837 
ales; Micr 


265678621 


265678607 
Enterobac 
265678606 


quence 


ales; Clos 


265678588 
sequence 
ia; Entero 


265678570 


Enterobac 
265678567 


Enterobac 


724140 724174 91 125 gi 


ref 
lete 


NR_029012.1 
sequence 


ococcineae; Micr 
ref 


o le 


NR_028926.1 
ntus Bacteri 


ref|NR_028912.1 
7 Enterobacter 


teriaceae; Enter 


ref |NR_028911.1 
663698 665185 
tridiales Family 


ref |NR_028893.1 

691014 692520 
bacteriales; Ent 
ref|NR_028875.1 


teri 
ref 


aceae; Enter 
NR_028871.1 


teriaceae; Photo 


265678566 


Photorhabdus 
516416 517931 


thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029011.1] Photorhabdus 
sequence 517982 519496 Photorhabdus 

cteria; Enterobacteriales; 
ref|NR_028992.1| Pseudoalteromonas 

ce 546976 548458 Pseudoalteromonas 

teromonadales; Pseudoalteromonadaceae; 
ref|NR_028961.1| Faecalibacterium 

593943 595404 Faecalibacterium 

nococcaceae; Faecalibacterium. 
ref|NR_028946.1| Vibrio agarivorans 

4 Vibrio agarivorans Bacteria; 

ibrio, 

ref|NR_028944.1| Microbacterium 

1 619715 Microbacterium aerolatum 


obacteriaceae; 


Vibrio lentus strain 
a; Proteobacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 
Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Buttiauxella 
Buttiauxella 


erobacteriaceae; 


Enterobacter pyrinus 


8 Enterobacter pyrinus Bacteria; 


obacter. 
Photorhabdus temperata 


2 Photorhabdus temperata Bacteria; 


rhabdus. 


ref |NR_028870.1 


laumondii strain TT01 16S ribosomal RNA, partial sequence 


Photorhabdus 
722663 724202 


gi 


gi 


sequence 


gi 


219857606 
21885 
219857605 
21901 
219857604 
21916 
219857603 
21930 
219857602 
21946 
219857601 


219857600 
21976 
219857599 
22006 
219857598 
22021 
219857597 
22021 
219857596 
22037 
219857595 
22052 
219857594 
22081 
219857593 
22096 
219857592 
22112 
219857591 
22112 
219857590 
22142 
219857589 
22142 
219857588 
22172 
219857587 
22172 
219857586 


sequence 


gi 
gi 


gi 


219857585 
22217 
219857584 
22217 
219857583 


sequence 


gi 


219857582 
22247 
219857581 
22263 
219857580 
22278 
219857579 
22294 
219857578 
22309 
219857577 
22324 
219857576 


sequence 


gi 


219857575 


sequence 


gi 
gi 
gi 


gi 


219857574 
22370 
219857573 
22385 
219857572 
22400 
219857571 


ref 
58 2 
ref 
08 2 
ref 
122 
ref 
88 2 
ref 
212 
ref 


ND 


ref 
912 
ref 
37 
ref 
48 
ref 


99 2203669 


ref 


20 2205169 


ref 


20 2206668 


ref 
93 
ref 
95 
ref 
24 
ref 


75 2212723 


ref 
23 
ref 


74 2215721 


ref 
21 
ref 


72 2218741 


ref 


2218792 2 


ref 
41 
ref 


92 2223169 


ref 


66 2226278 


ref 


29 2227839 


ref 


90 2229353 


ref 


04 2230862 


ref 


13 2232371 


ref 


22 2233905 


ref 


29 2238483 


ref 


34 2239994 


ref 


45 2241505 


ref 
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Shewanella fidelis strain KMM 3582 16S ribosomal RNA, partial sequence 

Amphibacillus fermentum strain Z-7984 16S ribosomal RNA, partial sequence 
Amphibacillus tropicus strain Z-7792 16S ribosomal RNA, partial sequence 
Meiothermus taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 
Rhodococcus maanshanensis strain M712 16S ribosomal RNA, partial sequence 
Lactobacillus pantheris strain LMG 21017 16S ribosomal RNA, complete 
Mycoplasma oxoniensis strain 128 16S ribosomal RNA, partial sequence 
Mycoplasma mustelae strain MX9 16S ribosomal RNA, partial sequence 2199190 
Mycoplasma moatsii strain MK405 16S ribosomal RNA, partial sequence 2200688 
Mycoplasma lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 
Mycoplasma glycophilum strain 486 16S ribosomal RNA, partial sequence 
Mycoplasma gallopavonis strain WR1 16S ribosomal RNA, partial sequence 
Mycoplasma dispar strain 462/2 16S ribosomal RNA, partial sequence 2206719 


Mycoplasma cynos strain H831 16S ribosomal RNA, partial sequence 2208244 


Mycoplasma cricetuli strain CH 16S ribosomal RNA, partial sequence 2209746 
Mycoplasma columborale strain MMP-4 16S ribosomal RNA, partial sequence 
Mycoplasma citelli strain RG-2C 16S ribosomal RNA, partial sequence 2212774 
Mycoplasma buteonis strain BbT2g 16S ribosomal RNA, partial sequence 
Mycoplasma anatis strain 1340 16S ribosomal RNA, partial sequence 2215772 
Mycobacterium lacus strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Pseudomonas extremorientalis strain KMM 3447 16S ribosomal RNA, partial 
Xanthobacter viscosus strain 7d 16S ribosomal RNA, partial sequence 2220358 
Xanthobacter aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Thermodesulfatator indicus strain CIR29812 16S ribosomal RNA, partial 
Paenibacillus daejeonensis strain AM141 16S ribosomal RNA, partial sequence 
Paenibacillus kribbensis strain AM49 16S ribosomal RNA, partial sequence 
Agromyces aurantiacus strain YIM 21741 16S ribosomal RNA, partial sequence 
Laribacter hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
Persephonella guaymasensis strain H2 16S ribosomal RNA, partial sequence 
Gordonia namibiensis strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Pseudomonas costantinii strain CFBP 5705 16S ribosomal RNA, partial 
Desulfonatronum thiodismutans strain MLF1 16S ribosomal RNA, partial 
Tindallia californiensis strain APO 16S ribosomal RNA, partial sequence 
Yersinia rohdei strain ATCC 43380 16S ribosomal RNA, partial sequence 


Yersinia pestis strain NCTC 5923 16S ribosomal RNA, partial sequence 
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Lactobacillaceae; 


Lactobac 
gi 
113 

Stre 
gi 


59 


59 


124 gi 


sequence 
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Marinobacter litoralis 


’ 


litoralis Bacteria; 
c 


ter. 
Cellvibrio japonicus 
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acea 


Oo. 
Leptotrichia 
Leptotrichia 

a. 

Saccharopolyspora 

ropolyspora flava 

seudonocardiaceae; 


Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 
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219878280 
1228770 12302 
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39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 
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2000096 2001585 Obesu 
Enterobacteriales; 


Rahne 
NR_025335.1 


NR_025334.1 


NR_025333.1 


lla. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


mbacterium proteus 
Enterobacteriac 


eae; Obesumbacterium. 
Leminorella grimontii 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


505442 Bacteria_16S 2004612 2004646 91 


125 


219878193 |ref 


gi 


Lemin 
NR_025332.1 


orella. 
Budvicia aquatica 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


505442 Bacteria_16S 2006156 2006190 91 
strain S$3/2-161 16S ribosomal 


505442 Bacteria_16S 2007702 2007736 91 


strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20077 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


505442 Bacteria_16S 2009246 2009280 91 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
505442 Bacteria_16S 2010805 2010839 91 
strain $1/6-571 16S ribosomal 


505442 Bacteria_16S 2092962 2092992 91 


125 


RNA, partial sequence 2004699 20061 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


125 


125 


Proteobacteria; Gammaproteobacteria; 


125 


RNA, partial sequence 2009346 20108 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


121 


strain 63 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


505442 Bacteria_16S 2117347 2117377 91 
elongatus strain DSM 6810 16S ribosomal 


elongatus Bacteria; Proteobacteria; Gammaproteobacteria 


Microbulbifer. 
505442 Bacteria_16S 


2190011 2190041 91 


121 gi| 219857657 |ref|NR_025246.1 

RNA, partial sequence 2115900 211739 
; Alteromonadales; 

121 gi|219857606|ref|NR_025195.1 


219878192 |ref 


gi 


219878191 |ref 


gi 


219878190|ref 


sequence 


gi 


219878189 |ref 


gi 


219878128 |ref 


gi 


96 Buttiauxella 


41 Buttiauxella 


2007792 200929 
Enterobacteriales; 


50 Buttiauxella 


Budvi 
NR_025331.1 


Butti 
NR_025330.1 


Butti 
NR_025329.1 


Ent 
NR_025328.1 


Butti 
NR_025267.1 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Shewanella baltica 


2091488 2093018 Shewanella baltica Bacteria; 


Shewanella. 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Shewanella fidelis 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanellaceae; 


Shewanella. 


505442 Bacteria_16S 


strain KS9 16S ri 


2253583 2253641 1 59 
bosomal RNA, partial sequence 


gi 


2252243 22536 


219857564 


ref |NR_025152.1 


Nocardiopsis composta 


96 Nocardiopsis composta Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
505442 Bacteria_16S 2273713 2273743 91 121 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

505442 Bacteria_16S 2291908 2291938 91 121 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

505442 Bacteria_16S 2329558 2329616 1 59 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

505442 Bacteria_16S 2364516 2364550 91 125 gi|219857485|ref|NR_025073.1| Haemophilus felis 


strain ATCC49733 


Proteobacteria; G 


505442 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


505442 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


505442 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


505442 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


505442 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


505442 Bacteria_16S 


strain VKM Ac-145 
Actinobacteria; A 


505442 Bacteria_16S 


pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 


505442 Bacteria_16S 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


505442 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


505442 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


505442 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


505442 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


505442 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


505442 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


strain CM-10 16S 
Actinobacteria; A 


505442 Bacteria_16S 


16S ribosomal RNA, par 
ammaproteobacteria; Pasteurellales; Pa 
2413156 2413186 91 121 gi 
ain AML-D4 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


2414720 2414750 91 121 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2437412 2437445 91 124 gi 
6S ribosomal RNA, part 
etaproteobacteria; Burkholderiales; 
2440461 2440491 91 121 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


gi 


Bu 


2511432 25114901 59 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2512940 2512998 1 59 gi 
7 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2514431 2514489 1 59 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2588634 2588692 1 59 gi 
Ben 107 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
Friedmanniella. 

2634735 2634784 1 50 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2636310 2636344 91 125 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2664999 2665032 90 124 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2674015 2674065 1 51 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2856453 2856487 91 125 gi 

16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2893462 2893492 91 121 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2894896 2894954 1 59 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


tial sequence 2363042 23645 


2413261 24147 


ial sequence 2436004 24374 


2892009 28935 


2893553 28949 


steurellac 
219857452 
sequence 

eria; Meth 


219857451 


ethylococc 
219857430 


rkholderia 
219857428 
sequence 
eria; Meth 


219857370 
25100 
ales; Stre 
219857369 
25115 
ptosporang 
219857368 
nce 25130 
ales; Micr 


219857276 
uence 
ctinomycet 


219857236 
sequence 

coccaceae; 
219857234 
26348 
cteriales; 
219857214 
ial sequen 
illales; Ss 
219857207 
e sequence 
actobacill 
219856887 
28549 
Enterobac 
219856861 


onaceae; V 
219856860 


ococcineae; 


219856817 


2959953 2960011 1 59 gi 


luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


yloc 


yloc 


68 2511541 Nocar 
ptos 


92 2513043 Nocar 
inea 


94 2514560 Xylan 
ococ 


ales; 


42 2636362 Citro 


ce 2663526 26650 
trep 


acea 


85 2856506 Pseudo 
teri 


ref 


ref|NR_025040.1 

2411699 241321 
occales; Met 
ref|NR_025039.1 


e; Methylosa 


ref |NR_025018.1 


; Cupriavidu 
ref|NR_025016.1 

2438995 244052 
occales; Met 
ref |NR_024958.1 
d 


porangineae; 


ref |NR_024957.1 
d 
e; Nocardiop 
NR_024956.1 
i 
m. 


ref 


cineae; Pro 
ref|NR_024907.1 

2587275 258874 
; Propioniba 
ref |NR_024864.1 

2633347 263479 
Planomicrobium. 
ref|NR_024862.1 
b 
erobacteriac 
NR_024842.1 
3 
tococcaceae; 
ref |NR_024835.1 

2672606 267416 
e; Lactobaci 
NR_024706.1 


Ent 
ref 


ref 


aceae. 
ref |NR_024680.1 
oO. 

ref |NR_024679.1 
Microbacteriac 
NR_024636.1 


76 Haemophilus felis Bacteria; 
eae. 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
acea 


rcina. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 
ceae 


Ss. 

Methylobacter 
1 Methylobacter 
hylococcaceae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 
Xylanimicrobium 
microbium pachnodae 
icromonosporaceae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Planomicrobium 
1 Planomicrobium 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Streptococcus 
8 Streptococcus 
Streptococcus. 
Lactobacillus 
4 Lactobacillus 
llus. 
Pseudomonas flectens 
monas flectens Bacteria; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
ibri 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Microbacterium 


2958622 296006 


1 Microbacterium 


505442 Bacteria_16S 
antarctica strain 


Nocardioidaceae; 
505442 Bacteria_16S 
antarctica strain 


Psychromonas. 
505442 Bacteria_16S 


mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; 


2970680 2970738 1 


3117587 3117617 91 


3176458 3176512 1 


Corynebacteriaceae; Corynebacterium. 


505442 Bacteria_16S 
strain DSM 40297 


505442 Bacteria_16S 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 


505442 Bacteria_16S 


strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


505442 Bacteria_16S 


denticolens strain NCTC 11490 16S ribosomal RNA, partial 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 


3258232 3258290 1 


3262823 3262852 96 


3395019 3395077 1 


3480856 3480906 1 


Actinomycetaceae; Actinomyces. 


505442 Bacteria_16S 
strain DSM 20425 


505442 Bacteria_16S 


strain DSM 8720 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
505442 Bacteria_16S 
strain 234/92 16S 


Actinobacteria; Actinobacteridae; 


505442 Bacteria_16S 


lipolyticum strain M37 16S ribosomal RN. 
Proteobacteria; 


Bacteria; 
505442 Bacteria_16S 
strain SW-120 16S 


505442 Bacteria_16S 
strain SW-117 16S 


505442 Bacteria_16S 


ribosomal RNA, partia 
Proteobacteria; Gammaproteobacteria; Al 


ribosomal RNA, partia 
Proteobacteria; Gammaproteobacteria; Al 


3503444 3503502 1 


3541746 3541772 92 


Bacillaceae; 


3572212 3572258 1 


4003500 4003530 91 


4029212 4029242 91 


4030762 4030792 91 


4047467 4047497 91 


HDS1-1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibri 


505442 Bacteria_16S 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
505442 Bacteria_16S 
maritimus strain 
Bacteria; 
505442 Bacteria_16S 


3562 16S ribosomal RN. 
Proteobacteria; 


TF-17 16S ribosomal RN 
Proteobacteria; 


4053398 4053428 91 


4057875 4057905 91 


4104692 4104722 91 


HT 2-1 16S ribosomal RNA, partial sequence 


505442 Bacteria_16S 


permense strain VKM Ac-2280 16S ribosomal RNA, partial 


permense Bacteria; 
Brevibacterium. 
505442 Bacteria_16S 


strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 41798 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


505442 Bacteria_16S 


translucida strain KMM 52 


translucida Bacteria; 
Pseudoalteromonas. 
505442 Bacteria_16S 


paragorgicola strain KMM 
paragorgicola Bacteria; Proteobacteria; 


Pseudoalteromonas. 
505442 Bacteria_16S 


4113767 4113825 1 


4179836 4179866 91 


4214664 4214694 91 
Proteobacteria; 


4216219 4216249 91 


4217660 4217718 1 


onaceae; 


59 


AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


121 


star-1 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; 


54 


59 


16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 


125 


Sphingomonadales; 


59 


51 


59 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


118 


complete sequence 3540266 35417 
Bacillus. 


47 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


121 


A, partial sequence 
Gammaproteobacteria; Vibrionales; 


121 


1 sequence 
teromonadales; Shewanellac 


1 sequence 
teromonadales; 


121 gi| 219846203 

4029306 40308 

Shewanellac 

121 gi| 219846189 

4045996 4047515 Vibri 
Vibrio. 

121 gi|219846185 


A, partial sequence 
Gammaproteobacteria; Alteromonadales; P 


121 


A, partial sequence 
Gammaproteobacteria; Alteromonadales; A 


121 


4103238 4104753 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


59 


Actinobacteria; Actinobacteridae; Actinomyceta 


121 


121 


0 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


121 


3548 16S ribosomal RNA, partial 
Gammaproteobacteria; Alte 


59 


gi| 219846944 


gi|219846844 
219846804 


gi 


gi|219846749 


Streptosporangineae; 


gi|219846746 


gi|219846649 


219846589 
sequence 
Actinomyc 


gi 


gi|219846574 


gi|219846549 


gi|219846528 
3570843 35723 
Turicella. 

gi|219846223 
40020 
Vibri 
gi|219846204 
4027757 40292 


gi 


gi|219846150 


219846142 
sequence 


gi 


gi| 219846094 


gi| 219846065 


219846064 
sequence 


gi 


Alteromonadales; 


Actinomycetales; 


Sphingomonadaceae; 


Alteromonadales; 


NR_026536.1 


ref|NR_026436.1 


Ww 


ref|NR_026396.1 


Ww 


ref |NR_026341.1 
45 Nocardiopsis 


ref |NR_026338.1 


ref|NR_026241.1 


ref|NR_026181.1 
3479494 348091 
etales; 


ref|NR_026166.1 


ref|NR_026141.1 
87 Bacillus 


ref |NR_026120.1 


ref |NR_025813.1 


onaceae; 
ref|NR_025794.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


eae; Shewanella. 
ref|NR_025779.1 
Oo ezurae Bacteri 


ref|NR_025775.1 
28 4053458 Pseudo 


ref|NR_025772.1 
29 4057918 Microb 
1lteromonadaceae; 
ref|NR_025740.1 
o gallicus Bacte 


ref|NR_025732.1 

4112427 411388 
les; Micrococcin 
ref |NR_025684.1 
eae; Shewanella. 
ref|NR_025655.1 


4213214 421471 
Pseud 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


gi| 219846063 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


Friedmanniella 


2969338 2970810 Friedmanniella 
Actinomycetales; Propionibacterineae; 


Psychromonas 


116131 3117629 Psychromonas 
Psychromonadaceae; 


Corynebacterium 


175122 3176580 Corynebacterium 
Corynebacterineae; 


Nocardiopsis listeri 


listeri Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Sphingomonas trueperi 


78 Sphingomonas trueperi Bacteria; 
Sphingomonas. 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


Brevibacterium. 
Actinomyces 
5 Actinomyces 


Actinomycineae; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 
; Brevibacteriaceae; 


Brevibacterium. 
Bacillus clarkii 


clarkii Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Photobacterium 


46 4003543 Photobacterium lipolyticum 
Photobacterium. 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 


seudoalteromonadaceae; 


Microbulbifer 

ulbifer maritimus 
Microbulbifer. 

Vibrio gallicus strain 
ria; Proteobacteria; 


Brevibacterium 
5 Brevibacterium 


eae; Brevibacteriaceae; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


ref|NR_025653.1 
4216320 421777 


Nocardiopsis 
2 Nocardiopsis 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


505442 Bacteria_16S 


strain C3H-21 16S 


ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 


505442 Bacteria_16S 
chartatabidum str 


chartatabidum Bac 


505442 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


505442 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


505442 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


505442 Bacteria_16S 
strain Illinois 16S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
505442 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


505442 Bacteria_16S 


strain XILO8 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 


505442 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


505442 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


505442 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


505442 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


505442 Bacteria_16S 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


505442 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


505442 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain YIM90005 1 
Actinobacteria; A 


505442 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


Nocardiopsis. 
4244819 4244873 1 55 
ribosomal RNA, partial sequence 


gi 


118130 118175 1 46 gi 


ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 

296498 296527 96 125 gi 
psilonproteobacteria; Campylobacterale 
307081 307110 96 125 gi 


371980 372095 1 118 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


407239 407284 1 
ribosomal RNA, 


46 
complete sequence 


gi 


427403 427448 1 46 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 

441415 441440 93 118 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
442876 442933 1 58 gi 
strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


gi 


487273 487302 91 
RNA, partial sequence 

ia; Vibrionales; Vibrionaceae; Vibrio. 
583250 583295 1 46 gi 
ibosomal RNA, partial sequence 


120 gi 


608813 608858 1 46 gi 
IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

701384 701413 1 30 

ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
702871 702900 1 30 

ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
739418 739446 96 124 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
774964 775009 1 46 gi 


gi 


gi 


ctinobacteridae; Actinomycetales; Pseu 
779748 779785 79 116 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


505442 Bacteria_16S 


782722 782767 1 46 gi 


4243475 42448 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 
CTC 7910 16S ribosomal RNA, partial se 


; Actinobacteria; Actinobacteridae; Actinomyceta 
e; Corynebacterium. 

198886 198911 100 125 gi| 265678931 
ain 163 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Clostridia; Clostridiales; Cl 

276723 276752 96 125 gi| 265678876 
bosomal RNA, partial sequence 275297 27676 
psilonproteobacteria; Campylobacterales; Helicob 

291924 291953 96 125 gi| 265678866 


290399 29196 


6S ribosomal RNA, partial sequence 295056 29653 


405881 40739 
ococcineae; 


439970 44147 
Entomoplasmataceae; M 


485792 487320 Vibri 


581868 58337 


699985 70142 
Paenibacillus. 


701473 70290 
Paenibacillus. 


6S ribosomal RNA, partial sequence 773630 77513 


219722939 


ococcineae 
265678984 
quence 


265678863 


s; Helicob 
265678856 


plasmatace 
265678807 
quence 


eria; Rhod 


265678784 


265678770 
1 sequence 
e; Actinom 


265678761 


265678760 
sequence 
idae; Bifi 


265678727 


265678664 


265678646 
al sequenc 
Actinomyce 


265678582 


265678581 


265678555 
ence 73794 
riales; Ox 
265678530 


donocardin 
265678526 
ce 77827 
acterales; 
265678524 


ref 


NR_024571.1 


eae; 


acte 
ref 


raceae; Heli 
NR_029172.1 


ref |NR_029169.1 
acteraceae; Heli 
ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029112.1 

370665 372098 
obacterales; Rho 


ref |NR_029089.1 


Promicromonos 


Pp 


v 


ref|NR_029075.1 

426041 427535 
ycetales; Microc 
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© po 
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ref |NR_028969.1 


ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref |NR_028887.1 
2 Paenibacillus 


ref|NR_028886.1 
9 Paenibacillus 


ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028834.1 


Pseudonocar 
ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 


cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonospora 


ceae; Xylanimonas. 


Streptosporangineae; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


; Dermabacteraceae; Brachybacterium. 
ref|NR_029292.1| Corynebacterium 
116781 118270 Corynebacterium 
les; Corynebacterineae; 
ref |NR_029239.1| Clostridium 
197405 198934 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_029182.1| Helicobacter bilis 


1 Helicobacter bilis Bacteria; 


cobacter. 
Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Helicobacter mustelae 


6 Helicobacter mustelae Bacteria; 


cobacter. 
Neorickettsia risticii 
risticii Bacteria; 
a. 
Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 
Nesterenkonia 
Nesterenkonia 
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Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 
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ria; Proteobacteria; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 
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Corynebacterium 
terineae; 


Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Herbaspirillum 


pirillum lusitanum 
Herbaspirillum. 


Prauserella alba 


2 Prauserella alba Bacteria; 
diaceae; 


Prauserella. 
Desulfobacter 


obacter postgatei 
eae; 


Desulfobacter. 


ref|NR_028828.1 
781358 782875 


Xylanimonas 
Xylanimonas 


505442 Bacteria_16S 


subsp. pomaceae s 


subsp. pomaceae B 


Zymomonas. 


505442 Bacteria_16S 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 
505442 Bacteria_16S 
singaporensis str 


834776 834893 1 118 gi 


836278 836395 1 118 gi 


7 Zymomonas. 


907628 907653 96 121 


gi 


train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 


ain S'pore Tl 16S ribosomal RNA, parti 


265678490 


ial sequen 


ref 


ce 833445 83489 


NR_028793.1 


6 


Zymomonas mobilis 
Zymomonas mobilis 


cteria; Sphingomonadales; Sphingomonadaceae; 
265678489|ref|NR_028792.1| Zymomonas mobilis 
tial sequence 834947 836398 Zymomonas 
roteobacteria; Sphingomonadales; 

265678440 |ref|NR_028742.1| Desulforhopalus 
al sequence 906169 907666 Desulforhopalus 


singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

505442 Bacteria_16S 997096 997125 1 30 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

505442 Bacteria_16S 1092573 1092622 1 50 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

505442 Bacteria_16S 1118243 1118272 1 30 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

505442 Bacteria_16S 1128869 1128898 96 125 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

505442 Bacteria_16S 1151447 1151504 1 58 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 

505442 Bacteria_16S 1157513 1157542 1 30 gi|228721492|ref|NR_027615.1]| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 


DSM 12112 Bacteri 


505442 Bacteria_16S 


thermacidophilum 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria 


Bifidobacteriales 


505442 Bacteria_16S 
ain 0S217 16S ribosomal RNA, partial s 
Gammaprot 


denitrificans str 
denitrificans OS2 
Shewanella. 


505442 Bacteria_16S 
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Actinosynnematace 


505442 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


505442 Bacteria_16S 
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entericus Bacteri 


505442 Bacteria_16S 


palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 


505442 Bacteria_16S 
16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
505442 Bacteria_16S 


strain YIM 90001 


viridans strain M 
Bacteria; Firmicu 


505442 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


505442 Bacteria_16S 
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505442 Bacteria_16S 
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: Bifidobacterium. 
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Actinobacteria; Actinobacteridae; 
Actinokineospora. 
1635923 1635952 1 


30 gi 
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tes; Lactobacillales; 
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gi 
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2285901 2285930 1 30 gi| 219857542 
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v 
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7 St 
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lost 


ref 
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canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 
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0 
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23848 
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a; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 
1331382 13314351 54 gi|219846082|ref|NR_025672.1| Bifidobacterium 
subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 


Actinobacteria; Actinobacteridae; 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Planococcus 
occus maitriensis 


Streptococcus 
1 Streptococcus 
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Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Carnobacterium 
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Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Tindallia 

3 Tindallia 

indallia. 

Bacillus sonorensis 
us sonorensis Bacteria; 


Helicobacter 


2331268 2332724 Helicobacter 


505442 Bacteria_16S 2359821 2359874 1 54 gi 
australiense strain LCDC-98A072 16S ribosomal RNA, part 
australiense Bacteria; Actinobacteria; Actinobacteridae 
Propionibacteriaceae; Propionibacterium. 

505442 Bacteria_16S 2426960 2426989 1 30 
strain BD-87 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
505442 Bacteria_16S 2551764 2551793 1 30 gi 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacill 
505442 Bacteria_16S 2656073 2656130 67 124 gi 
thomssenii strain DSM 44276 16S ribosomal RNA, partial 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
505442 Bacteria_16S 2929856 2929913 1 
strain IFO 13613 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
505442 Bacteria_16S 2937423 2937488 53 118 gi 
multivorum strain AIU 301 16S ribosomal RNA, complete s 
multivorum Bacteria; Proteobacteria; Alphaproteobacteri 
Acidiphilium. 
505442 Bacteria_16S 
phosphovorus stra 


’ 


gi 


58 gi 


a; 


2969152 2969209 1 58 gi 
in NM-1 16S ribosomal RNA, partial seq 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae 
Propionibacteriaceae; Microlunatus. 

505442 Bacteria_16S 2984476 2984525 1 50 
strain JaH 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
505442 Bacteria_16S 2996695 2996724 96 125 gi 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquif 
505442 Bacteria_16S 3039117 3039146 1 30 gi 
strain M-29c 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 
505442 Bacteria_16S 3070885 3070914 1 30 gi 
strain m1134/97/1 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 
505442 Bacteria_16S 3133926 3133983 1 58 gi 
strain HK1 0089 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
505442 Bacteria_16S 3176528 3176577 75 124 gi 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

505442 Bacteria_16S 3215893 3215938 1 46 gi 
imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 

505442 Bacteria_16S 3215964 3216013 75 124 gi 
imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
505442 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 
Desulfofustis. 
505442 Bacteria_16S 3355497 3355617 1 124 gi 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, compl 
tyrofermentans Bacteria; Actinobacteria; Actinobacterid 
Dermabacteraceae; Brachybacterium. 

505442 Bacteria_16S 3364943 3364972 96 125 gi 
spinosum strain DSM 4136 16S ribosomal RNA, partial seq 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; V 
Verrucomicrobium. 
505442 Bacteria_16S 
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lo 
219856832 
eq 


219846945 
ue 


219846934 
2983106 29845 
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219846680 


219846674 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
mycineae 
219846576 
16S ribosomal RNA, partial sequence 3499171 35006 


partial 
es; 


equence 


cystacea 


uence 
Rhodosp 


nce 
Actinomy 


equence 


aceae; H 


30695 


occineae 


equence 


32145 


es; Cory 


32145 


es; Cory 


uence 
Desulfo 


e sequen 
Actino: 


’ 


nce 
rucomicr 


erium. 


505442 Bacteria_16S 3527825 3527882 1 58 gi 


219846558 


Baci 
219857221 
s 


Actinomyce 


e; 


, 


49 


49 


, 


73 


ref 
ce 2358483 23599 
ceta 
ref 
ref 
sequ 
llac 
ref 


tale 


ref 
56 Terasakiella 


ref 
iril 
ref 
ceta 


ref 
83 Bacillus vedderi Bacteria; 


ref 
ydro 
ref 
ref 


11 3070973 Vagoc 


ref 
43 Demetria terragena Bacteria; 


ref 
etal 
ref 
neba 
ref 
neba 
ref 
bact 
ref 
ce 3354134 33556 
myce 
ref 
obia 


ref 


ref 


ref 


NR_025076.1 
5 
les; Propio 


NR_025029.1 


NR_024931.1 
ence 255039 
eae; Bacill 
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bacteraceae; 


Microlunatus 
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2 Hydrogenobacter 
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0 Corynebacterium 
cterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Corynebacterium 
bacterium imitans 
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Cetobacterium ceti 
ceti Bacteria; 


Clostridium 


neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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98 Viridibacillus neidei Bacteria; 
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ccus lutrae Bacteria; 
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505442 Bacteria_16S 3541657 3541706 1 50 gi| 219846549 |ref|NR_026141.1 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 35417 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

505442 Bacteria_16S 3610362 3610391 1 30 gi|219846499|ref|NR_026091.1 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 

Firmicutes; Bacillales; Planococcaceae; Planococcus. 

505442 Bacteria_16S 3611844 3611873 1 30 gi|219846498|ref|NR_026090.1 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

505442 Bacteria_16S 3634425 3634454 96 125 gi| 219846483 |ref|NR_026075.1 
succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 363447 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Anaerobiospirillum. 

505442 Bacteria_16S 3751851 3751880 89 118 gi| 219846398 |ref|NR_025989.1 
ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 3750418 375189 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
505442 Bacteria_16S 3803057 3803086 96 125 gi|219846361|ref|NR_025952.1 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
505442 Bacteria_16S 3818396 3818425 96 125 gi|219846351|ref|NR_025942.1 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Woline 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobactera 
505442 Bacteria_16S 3819919 3819948 96 125 gi|219846350|ref|NR_025941.1 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
505442 Bacteria_16S 3821454 3821483 96 125 gi| 219846349 |ref|NR_025940.1 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 382000 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
Helicobacter. 

505442 Bacteria_16S 3822982 3823011 96 125 gi| 219846348 |ref|NR_025939.1 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
505442 Bacteria_16S 3827564 3827593 96 125 gi| 219846345 |ref|NR_025935.1 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
505442 Bacteria_16S 3935667 3935696 96 125 gi|219846270|ref|NR_025860.1 
strain Karp 16S ribosomal RNA, partial sequence 3934247 39357 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
505442 Bacteria_16S 4122993 4123022 91 120 gi|219846135|ref|NR_025725.1 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 412305 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rho 
Petrobacter. 

505442 Bacteria_16S 4172096 41721251 30 gi|219846099|ref|NR_025689.1 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 41722 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

505442 Bacteria_16S 49795 49851 68 124 gi|265679031|ref|NR_029339.1 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
505442 Bacteria_16S 66510 66554 1 45 gi|265679020|ref|NR_029328.1 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
505442 Bacteria_16S 71016 71044 1 29 gi| 265679017 |ref|NR_029325.1 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; S 
505442 Bacteria_16S 90411 90443 1 33 gi|265679003|ref|NR_029311.1 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermode 
Thermodesulfobacterium. 

505442 Bacteria_16S 130304 130336 92 124 gi|265678976|ref|NR_029284.1 
strain ES2772 16S ribosomal RNA, partial sequence 128870 13034 

Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

505442 Bacteria_16S 220571 220595 1 25 gi| 265678916 |ref|NR_029224.1 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

505442 Bacteria_16S 390274 390318 1 45 gi|265678795|ref|NR_029100.1 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Promicromonosporaceae; Myceligenerans. 

505442 Bacteria_16S 441325 441349 1 25 gi|265678761|ref|NR_029066.1 
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Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
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87 Bacillus clarkii Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
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Petrobacter 

2 Petrobacter 
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27 Vagococcus carniphilus Bacteria; 
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schaalii Bacteria; 
ae; Actinobaculum. 
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Bogoriella caseolytica Bacteria; 
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Schwartzia 
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1 Prevotella dentalis Bacteria; 


Geobacillus 
Geobacillus 


Myceligenerans 
Myceligenerans 
cineae; 


Mesoplasma photuris 


439970 441476 Mesoplasma photuris Bacteria; 
Entomoplasmataceae; Mesoplasma. 


505442 Bacteria_16S 


nivimaris strain 
Bacteria; 


strain CE2105 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
505442 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


505442 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
505442 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Proteob 
505442 Bacteria_16S 


613599 613627 90 118 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
630202 630250 1 49 gi 
ribosomal RNA, partial sequence 
634753 634777 1 


25 gi 


obacteriales; Fusobacteriaceae; Fusoba 
807222 807254 1 33 gi 
in 7 16S ribosomal RNA, partial sequen 


265678643 
ence 61213 
nadales; 
265678631 
628893 63029 
Rhodospiri 
265678628 
6S ribosomal RNA, partial sequence 633402 63487 
cterium. 

265678508 
ce 


ref 
0 6 
M 
ref 


ref 


ref 
80584 


orax 


3 Fusobacterium 


NR_028948.1 
13627 Psych 
ellaceae; P 
NR_028936.1 


eae; Roseos 
NR_028933.1 


NR_028811.1 


2 807361 Thermo 


r 
s 


Pp 


Psychrobacter 
obacter nivimaris 
ychrobacter. 
Roseospira marina 


8 Roseospira marina Bacteria; 
llac i 


ira. 
Fusobacterium equinum 
equinum Bacteria; 


Thermodesulfobacterium 
desulfobacterium 


eria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 
825635 825659 96 120 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

505442 Bacteria_16S 828618 828646 1 29 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

505442 Bacteria_16S 830194 830222 1 29 gi| 265678493 |ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

505442 Bacteria_16S 957167 957191 96 120 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

505442 Bacteria_16S 1201525 1201552 97 124 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

505442 Bacteria_16S 1227054 1227098 1 45 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

505442 Bacteria_16S 1417443 1417567 1 124 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

505442 Bacteria_16S 1525140 1525168 1 29 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

505442 Bacteria_16S 1565854 1565886 92 124 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

505442 Bacteria_16S 1763989 1764041 1 53 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

505442 Bacteria_16S 1969135 1969159 1 25 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

505442 Bacteria_16S 2079162 2079218 1 57 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

505442 Bacteria_16S 2202022 2202070 1 49 gi|219857598|ref|NR_025186.1| Mycoplasma moatsii 


strain MK405 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


505442 Bacteria_16S 


strain K300 16S r 
Actinobacteria; A 


505442 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


505442 Bacteria_16S 
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equigenitalium Ba 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211184 2211212 90 i18 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2200688 22021 


219857592 
2209746 22112 


ref 


2362865 2362986 1 124 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2365961 2366009 1 49 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2367471 2367519 1 49 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 


oc 


qu 
la 


505442 Bacteria_16S 
salina strain YIM90002 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 


2409955 2410078 1 124 gi 


219857486 
2361525 23629 


219857483 
2364627 23660 


219857482 
219857454 


2408577 2410105 Streptomonospora salina 
Streptosporangineae; Nocardiopsaceae; 


ref 


, 
ref 


occineae 


ref 
ence 

smataceae; 
ref 


NR_025180.1 
NR_025074.1 
crobacteriac 


NR_025071.1 


NR_025070.1 


2366137 236759 
M 


ycoplasma. 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Subtercola boreus 


91 Subtercola boreus Bacteria; 
Mi 


eae; Subtercola. 
Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


NR_025042.1 


Streptomonospora 


gi 


219857570 


sequence 


gi 


219857569 


sequence 


gi 
gi 


gi 


219857568 
22460 
219857567 
22476 
219857566 
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gi 
gi 


gi 


219857565 
22507 
219857564 
22522 
219857563 


sequence 


gi 


219857562 


sequence 


gi 


219857561 


sequence 


gl 


gi 


219857560 
22583 
219857559 


sequence 


gi 


219857558 


40 2247565 


ref 


16 2249142 


ref 


2249193 225066 


18 2252192 


ref 


43 2253696 


ref 


partial sequence 


gi 
gi 
gi 
gi 
gi 


gi 


219857557 
22630 
219857556 
22646 
219857555 
22676 
219857554 
22692 
219857553 
22692 
219857552 


sequence 


gi 


219857551 


sequence 


gi 
gi 


gi 


gi 


219857550 
22738 
219857549 
22753 
219857548 
22768 
219857547 
22799 
219857546 
22799 
219857545 
22814 
219857544 
22829 
219857542 
22845 
219857541 


sequence 


gi 
gi 


gi 


219857540 
22889 
219857539 
22889 
219857538 


sequence 


gi 
gi 
gi 


gi 


219857536 
22920 
219857535 
22935 
219857533 
22964 
219857532 


ref 


50 2264581 


ref 


32 2266096 


ref 
57 

ref 
26 

ref 


77 2270739 


ref 


ref 


25 2275308 


ref 


59 2276842 


ref 


93 2278392 


ref 
08 
ref 


59 2281414 


ref 


65 2282930 


ref 


81 2284479 


ref 


30 2285939 


ref 


20 2293474 


ref 


25 2294983 


ref 
38 


ref 


NR_025155.1 


NR_025154.1 


NR_025152.1 


NR_025144.1 
NR_025143.1 
NR_025142.1 


NR_025141.1 


NR_025137.1 
NR_025136.1 
NR_025135.1 
NR_025134.1 
NR_025133.1 
NR_025132.1 


NR_025130.1 


NR_025127.1 


NR_025123.1 


NR_025121.1 


NR_025120.1 


2296489 2297931 


Yersinia pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial 
7 
Rhizobium indigoferae strain CCBAU 71042 16S ribosomal RNA, partial 
9 
Streptomyces puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


Streptomyces luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


Fructobacillus fructosus strain DSM 20349 16S ribosomal RNA, partial 
7 
Fructobacillus ficulneus strain FS-1 16S ribosomal RNA, partial sequence 


Nocardiopsis composta strain KS9 16S ribosomal RNA, partial sequence 


Sporanaerobacter acetigenes strain Lup33 16S ribosomal RNA, partial 
: aed nae mediterraneus strain 86FS1 16S ribosomal RNA, partial 
Rp hetsates yunnanensis strain YIM 41004 16S ribosomal RNA, partial 
Oa elie se apisbete iniae strain ATCC 29178 16S ribosomal RNA, partial sequence 


Streptomyces thermospinosisporus strain AT10 16S ribosomal RNA, partial 
2 
Thermodesulfobacterium hydrogeniphilum strain SL6 16S ribosomal RNA, 


3 2262999 


Alcanivorax venustensis strain ISO4 16S ribosomal RNA, partial sequence 


Simonsiella muelleri strain ICPB 3636 16S ribosomal RNA, partial sequence 
Geobacillus toebii strain SK-1 16S ribosomal RNA, partial sequence 2266147 
Desulfofaba hansenii strain Pl 16S ribosomal RNA, partial sequence 2267708 
Treponema azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 
Pseudoalteromonas ruthenica strain KMM300 16S ribosomal RNA, partial 
Teamaigneeeoaadan issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
Pie coat basilensis strain DSM 11853 16S ribosomal RNA, partial sequence 
Cupriavidus campinensis strain WS2 16S ribosomal RNA, partial sequence 
Methylomicrobium buryatense strain 5B 16S ribosomal RNA, partial sequence 
Mycoplasma phocidae strain 105 16S ribosomal RNA, partial sequence 2278443 
Mycoplasma phocirhinis strain 852 16S ribosomal RNA, partial sequence 
Mycoplasma phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 
Methylobacter marinus strain A45 16S ribosomal RNA, partial sequence 
Bacillus sonorensis strain NRRL B-23154 16S ribosomal RNA, partial sequence 
Thioalkalivibrio thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial 


3 
2287434 


Mesoplasma florum strain Ll 16S ribosomal RNA, partial sequence 
Lachnobacterium bovis strain LRC 5382 16S ribosomal RNA, partial sequence 
Pseudoalteromonas flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 
 eacuaseges aurati strain MIT 97-5075c 16S ribosomal RNA, partial sequence 
Shewanella olleyana strain ACEM 9 16S ribosomal RNA, partial sequence 


Bartonella bovis strain 91-4 16S ribosomal RNA, partial sequence 2295034 


Bartonella capreoli strain IBS 193 16S ribosomal RNA, partial sequence 


505442 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


505442 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


505442 Bacteria_16S 


collinoides strai 
collinoides Bacte 


505442 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


505442 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


505442 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


505442 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


505442 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


505442 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 


Promicromonospora. 
505442 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


505442 Bacteria_16S 


acetireducens str 
acetireducens Bac 


505442 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


505442 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


505442 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


505442 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


505442 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 
Desulfatibacillum 


505442 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


505442 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


505442 Bacteria_16S 


strain HKI0088 16 


2478159 2478207 1 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484161 2484209 1 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2732762 2732786 1 25 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
2946531 2946579 1 49 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
3052887 3052915 96 124 gi 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
3100976 3101000 1 25 gi 
mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3167415 3167443 91 119 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3170447 3170475 91 119 gi 


49 gi 


Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3396528 3396572 1 45 gi 

43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3416294 3416365 1 73 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3483875 3483908 92 125 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3690736 3690784 1 49 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3754807 3754855 1 49 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3754892 3754920 90 118 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759331 3759379 1 49 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3780446 3780494 1 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4103160 4103184 1 25 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4142802 4142846 1 45 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4166035 4166067 1 33 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Deltaproteob 


gi 


14921 14956 91 
strain B-38 16S ribosomal 
Bacteria; Proteobacteria; 


125 gi 
RNA, partia 
Gammaproteo 


48290 48317 91 118 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
66605 66636 93 124 gi 


ain DSM 20540 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3288534 3288558 1 25 gi 


219857398 


2476824 24782 


219857394 


2482825 24842 


219857166 
sequence 
Carnobacte 
219856826 
equence 
obacillace 
219846887 


complete sequence 3051418 30529 


; Pelobact 
219846855 


3099595 3101003 Fackl 


219846810 
sequence 
De 
219846808 
al sequenc 
3; Deinococ 
219846729 
ence 32871 
hermodesul 
219846648 
ence 33951 
ales; Micr 


219846634 
34149 
ales; Micr 
219846587 
al sequenc 
diales; Cl 
219846444 


3689398 36908 


219846396 


3753459 37549 


219846396 


3753459 37549 


219846393 


3757993 37594 


219846377 


3779118 37805 


219846151 


4101786 41031 


219846119 


4141437 41429 


taceae; Sp 
219846104 
al sequenc 
acteria; D 


265679054 
1 sequence 
bacteria; 


265679032 
nce 46828 
irillales; 


inococca 


ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref |NR_024794.1 
2731401 273285 

riaceae; Marinil 

ref|NR_024645.1 
2945130 294667 

ae; Lactobacillus. 

ref|NR_026479.1| Malonomonas rubra 

42 Malonomonas rubra Bacteria; 

eraceae; Malonomonas. 

ref|NR_026447.1| Facklamia ignava ATCC 

amia ignava Bacteria; Firmicutes; 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 

Lactobacillus 
8 Lactobacillus 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Thermodesulfovibrio 

desulfovibrio islandicus 


ref|NR_026402.1 
165996 316746 
les; Deinococcac 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026240.1| Promicromonospora 
98 3396650 Promicromonospora citrea 
ococcineae; Promicromonosporaceae; 


Ww 


ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Clostridium. 
ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


Clostridium 
2 Clostridium 


ref|NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref |NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025741.1| Bacillus patagoniensis 
87 Bacillus patagoniensis Bacteria; 


ref|NR_025709.1| Spiroplasma montanense 
50 Spiroplasma montanense Bacteria; 


265679020 


S ribosomal RNA, partial sequence 


65168 


66643 


iroplasma. 
ref|NR_025694.1| Desulfatibacillum 
e 4164674 4166119 Desulfatibacillum 
esulfobacterales; Desulfobacteraceae; 
ref|NR_029362.1| Francisella tularensis 
13461 14981 Francisella tularensis 
Thiotrichales; Francisellaceae; 
ref |NR_029340.1| Alcanivorax 
48321 Alcanivorax borkumensis 
Alcanivoracaceae; Alcanivorax. 
ref |NR_029328.1| Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 


505442 Bacteria_16S 
thiozymogenes strain Bra2 16S ribosomal RNA, partial se 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobact 


Desulfocapsa. 


505442 Bacteria_16S 
elongatus strain FP 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
505442 Bacteria_16S 
succinoxidans str 


succinoxidans Bac 
Desulfuromusa. 


505442 Bacteria_16S 
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Proteobacteria; 


Kineosporiaceae; 


505442 Bacteria_16S 
strain W6 16S rib 
Clost 
505442 Bacteria_16S 


Firmicutes; 


strain 6VI 16S ri 
Firmicutes; Clost 


505442 Bacteria_16S 


argentinense stra 
argentinense Bact 


505442 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


505442 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


505442 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


505442 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


505442 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


505442 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


505442 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


505442 Bacteria_16S 


A strain ELTDK 103 16S ribosomal RNA, partial sequence 31331 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
505442 Bacteria_16S 346854 346877 1 24 gi| 265678827 


strain 39 16S rib 
Firmicutes; Bacil 


505442 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


505442 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


505442 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


505442 Bacteria_16S 


D 
505442 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 


98199 98222 1 24 


gi 


99709 99732 1 24 


gi 


142449 142472 1 24 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; 


143933 143956 1 24 

ribosomal RNA, partial sequence 
eltaproteobacteria; 
148370 148428 1 


gi 


60 gi 
ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 

151434 151465 1 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
183464 183487 1 24 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
208157 208200 1 44 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; 
209711 209754 1 44 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
249737 249764 91 118 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


32 gi 


262981 263004 1 24 gi 
ain P 1 16S ribosomal RNA, complete se 
teria; Actinobacteria; Rubrobacteridae 
Rubrobacter. 

281138 281161 1 24 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


282623 282654 1 32 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
285757 285780 1 24 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
305532 305559 97 124 gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; 
314662 314705 1 


gi 


Thermotoga. 
44 gi 


osomal RNA, partial sequence 
lales; Paenibacillaceae; Brevibacillus 
348323 348346 1 24 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
516315 516342 91 118 gi 
m strain DSM 15388 16S ribosomal RNA, 

m Bacteria; Proteobacteria; Gammaprote 
628813 628840 91 118 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
665057 665088 1 32 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


669668 669699 93 124 


gi 


Deltaproteobact 


142594 14403 
Desulfuromonadales; 


n Ra 333 16S ribosomal RNA, partial se 
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505442 Bacteria_16S 684634 684677 1 44 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 686172 686203 1 32 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
505442 Bacteria_16S 689290 689313 1 24 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

505442 Bacteria_16S 705732 705783 1 52 gi| 265678579 |ref|NR_028884.1| Friedmanniella 


lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 


505442 Bacteria_16S 710158 710185 91 118 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

505442 Bacteria_16S 737838 737869 93 124 gi|265678556|ref|NR_028860.1| Entomoplasma lucivorax 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

505442 Bacteria_16S 775059 775090 93 124 gi|265678530|ref|NR_028834.1| Prauserella alba 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
505442 Bacteria_16S 784283 784326 1 44 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

505442 Bacteria_16S 792013 792040 91 ite gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 


505442 Bacteria_16S 804292 804331 79 118 gi|265678510|ref|NR_028813.1| Mycoplasma canis 
strain PG14 16S ribosomal RNA, partial sequence 802889 804333 Mycoplasma canis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

505442 Bacteria_16S 860475 860498 1 24 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

505442 Bacteria_16S 887609 887729 1 123 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

505442 Bacteria_16S 907534 907557 1 24 gi|265678440|ref|NR_028742.1| Desulforhopalus 


singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulforhopalus. 
505442 Bacteria_16S 927750 927773 1 24 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 


psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 


505442 Bacteria_16S 936959 936982 1 24 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

505442 Bacteria_16S 984679 984706 97 124 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

505442 Bacteria_16S 1104513 1104544 1 32 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

505442 Bacteria_16S 1104591 1104618 91 118 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

505442 Bacteria_16S 1260218 1260241 1 24 gi|219846811|ref|NR_026403.1| Deinococcus 


radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

505442 Bacteria_16S 1260301 1260328 91 118 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

505442 Bacteria_16S 1269357 1269380 1 24 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 
505442 Bacteria_16S 1279752 1279783 93 124 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
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505442 Bacteria_16S 1455886 1455913 91 118 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
505442 Bacteria_16S 1460217 1460244 91 118 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

505442 Bacteria_16S 1464769 1464800 1 32 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

505442 Bacteria_16S 1493597 1493640 1 44 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

505442 Bacteria_16S 1571952 1571979 91 118 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
505442 Bacteria_16S 1640422 1640453 93 124 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
505442 Bacteria_16S 1664949 1664980 93 124 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
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505442 Bacteria_16S 2224611 22246341 24 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

505442 Bacteria_16S 2256721 2256744 1 24 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

505442 Bacteria_16S 2262895 2262918 1 24 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

505442 Bacteria_16S 2272240 2272270 91 121 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

505442 Bacteria_16S 2288881 2288912 93 124 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
strain L1 16S ribosomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

505442 Bacteria_16S 2334241 2334272 93 124 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

505442 Bacteria_16S 2446596 2446623 91 118 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

505442 Bacteria_16S 2500815 2500842 91 118 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

505442 Bacteria_16S 2525051 2525074 1 24 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 

505442 Bacteria_16S 2560979 2561046 1 68 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

505442 Bacteria_16S 2576483 2576510 91 118 gi|219857284|ref|NR_024915.1| Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
505442 Bacteria_16S 2627157 2627208 1 52 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

505442 Bacteria_16S 2669523 2669554 93 124 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

505442 Bacteria_16S 2847032 2847063 1 32 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

505442 Bacteria_16S 2899374 2899432 1 59 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

505442 Bacteria_16S 2920979 2921006 91 118 gi|219856843|ref|NR_024662.1| Pseudomonas 


plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


2919511 292100 


8 Pseudomonas 


505442 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Co 
505442 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; 


strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
505442 Bacteria_16S 
tapeticola strain 
tapeticola Bacter 
505442 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


505442 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


505442 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


505442 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


505442 Bacteria_16S 


DSM 11303 16S rib 


Deinococcus-Thermus; 
505442 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


505442 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


505442 Bacteria_16S 


strain DSM 3963 1 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


505442 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; Sp 


505442 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


505442 Bacteria_16S 


acetireducens str 
acetireducens Bac 


505442 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


505442 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


505442 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


505442 Bacteria_16S 


strain CIP 7430 
Proteobacteria; G 


G 
505442 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
505442 Bacteria_16S 


2961567 2961594 91 118 gi 


2967726 2967753 91 118 gi 
ammaproteobacteria; Enterobacteriales; 
2983001 2983032 90 121 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3005838 3005881 1 44 gi 
6 16S ribosomal RNA, partial sequence 


E 


ac 


3008815 3008858 1 44 gi 
CCC Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3052794 3052817 1 24 gi 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales; 
3057505 3057532 91 118 gi 

train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


se 
ct 


3096556 3096583 91 118 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3136933 3136956 1 24 gi 
n SB164P1 16S ribosomal RNA, partial s 
ria; Proteobacteria; Deltaproteobacter 


en 
da 


ia 


3147541 3147568 91 
osomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
3161361 3161384 1 24 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3168931 3168958 91 118 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3171964 3171991 91 118 gi 


118 gi 
cc 
ce 


s 
De 


Deinococci; Deinococcales; Deinoco 

3206963 3206994 93 124 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


cc 


ce 
al 


3219069 3219104 89 124 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fla 
3238767 3238790 1 24 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


gi 
mm 


eq 
a; 


3483786 3483829 1 44 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3490027 3490050 1 24 gi 


al 
di 


v 


eltaproteobacteria; Desulfuromonadales 
3521763 3521786 1 24 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


s 
ied: 


3602907 3602938 93 124 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3613407 3613434 91 118 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 


2 
1 
7 


om 


219856816 
2960112 2961625 Colwe 
lwellia. 

219846946 
6S ribosomal RNA, partial sequence 2966273 29677 


219846935 
ue 


219846920 
lo 
219846918 
ar 
lo 
219846887 
complete sequence 3051418 30529 


219846884 


219846858 


219846831 
eq 


219846824 
3146120 31475 
219846815 
omonadales 


219846809 


219846807 
6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 
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219846587 


219846583 
6S ribosomal RNA, partial sequence 3488653 34901 


219846562 


19846505 
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eae; Chl 


30045 
cystacea 


tial seq 
spirulin 


Pelobact 


quence 
eria; Ae 


ce 30950 
les; Suc 


uence 
Desulf 


’ 


aceae; D 


31599 


, 


equence 
inococca 


aceae; D 


32055 
Cory 


es; 
eovirgac 
uence 


Desulfo 


sequenc 
ales; Cl 


e 


Desulfur 


equence 
a; Desul 


sequence 
Actinomy 


36119 


onadaceae; 


505442 Bacteria_16S 


strain Dfr2 16S r 


3631345 3631368 1 24 gi 
ibosomal RNA, partial sequence 


219846485 


ref 
llia 


ref 
69 Dickeya paradisiaca Bacteria; 
teri Dick 
ref 
2981577 29830 
amyd 
ref 
29 3005936 Methy 
e; Methylosinus. 
ref 
uenc 
a. 

ref 
42 Malonomonas rubra Bacteria; 
erac Malono 
ref 
3056079 30575 
romo Su 
ref 
79 3096617 Rumin 
cinivibrionacea 
ref 


obac 


ref 
91 Deinococcus murrayi Bacteria; 
eino 
ref 
80 3161460 Desul 
sulfuromona 
ref 


les; 
ref 
14 Deinococcus grandis Bacteria; 
eino 
ref 
25 3207001 Coryn 
neba 
ref 


eae; 
ref 


bact 
ref 


ostr 
ref 


furo 
ref 
ceta 


ref 


ref 


NR_024635. 


NR_026538. 


aceae; 
NR_026527. 


ophila. 
NR_026512. 
NR_026510. 

e 


NR_026479. 


eae; 
NR_026476. 


nadales; 


NR_026450. 


NR_026423. 


w 


terales; 
NR_026416. 


coccus. 
NR_026407. 


De 
NR_026401. 


Ww 


NR_026399. 


coccus. 
NR_026376. 


cterineae; 


3237371 32389 
erales; 


3482431 34839 
idiaceae; 


adaceae; 
3520389 35218 


monadales; 


3601450 36029 
les; 


Aeromonas. 


maris Bact 


30075 


135552 31370 
De 


167516 316898 
Deinococcac 


NR_026367.1 
04 Thermonema rossianum Bacteria; 
Thermonema. 
NR_026354.1 


Des 
NR_026179.1 


Cc 
NR_026175.1 
25 Desulfuromusa 
omon 
ref 


De 
NR_026154.1 


NR_026097.1 
Actino: 


NR_026089.1 
33 3613434 Aeromo 


NR_026077.1 
3629961 3631435 Geobacter pelophilus Bacteria; 


5 


1 


0 


4 
c 


°. 
e 
3 
s 


£ 
d 


1 


e 


1 
u 


3 
1 


s 
8 
P 


4 
m: 


e 


e 


Colwellia maris strain 
ria; Proteobacteria; 


Dickeya paradisiaca 
ya. 

Chlamydophila 
5 Chlamydophila 


Methylosinus sporium 
osinus sporium Bacteria; 


Halospirulina 
4 3008891 Halospirulina 


Malonomonas rubra 


monas . 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Ruminobacter 

bacter amylophilus 

; Ruminobacter. 
Desulfocapsa 

3 Desulfocapsa 

ulfobulbaceae; 


Deinococcus murrayi 


Desulfuromonas 

uromonas thiophila 

aceae; Desulfuromonas. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 

Deinococcus grandis 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Thermonema rossianum 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Clostridium 

2 Clostridium 
ostridium. 
Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Pelobacter 

2 Pelobacter 
elobacteraceae; 


Actinomyces 
5 Actinomyces 
ycineae; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Geobacter pelophilus 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 


505442 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


505442 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


505442 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


505442 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


505442 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain PS-1 16S r 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cyclocla 
505442 Bacteria_16S 3813801 3813828 91 118 gi|219846354|ref|NR_025945.1 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 381232 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonas. 

505442 Bacteria_16S 3816874 3816901 91 118 gi|219846352|ref|NR_025943.1 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 381690 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halot 
Halothiobacillus. 

505442 Bacteria_16S 3853064 3853107 1 44 gi| 219846327 |ref|NR_025917.1 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 385319 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 
505442 Bacteria_16S 3886824 3886847 1 24 gi| 219846305 |ref|NR_025895.1 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 388697 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
Geobacter. 

505442 Bacteria_16S 3951763 3951790 91 118 gi|219846258|ref|NR_025848.1 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 39517 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
505442 Bacteria_16S 3953319 3953346 91 118 gi| 219846257 |ref|NR_025847.1 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 39533 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
505442 Bacteria_16S 4009530 4009557 91 118 gi| 219846217 |ref|NR_025807.1 
strain 848 16S ribosomal RNA, partial sequence 4008054 40095 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
505442 Bacteria_16S 4026047 4026090 1 44 gi| 219846206 |ref|NR_025796.1 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 40261 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 4068487 4068510 102 125 gi|219846174|ref|NR_025764.1 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 40685 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
505442 Bacteria_16S 4136630 4136661 93 124 gi|219846123|ref|NR_025713.1 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 
505442 Bacteria_16S 4138196 4138227 93 124 gi|219846122|ref|NR_025712.1 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 41382 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
505442 Bacteria_16S 4142892 4142923 93 124 gi|219846119|ref|NR_025709.1 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 41429 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
505442 Bacteria_16S 4144458 4144489 93 124 gi|219846118|ref|NR_025708.1 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 41445 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
505442 Bacteria_16S 4146025 4146056 93 124 gi|219846117|ref|NR_025707.1 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 414608 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 
505442 Bacteria_16S 4150710 4150741 93 124 gi|219846114|ref|NR_025704.1 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3762450 3762473 1 24 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3772841 3772864 1 24 gi 
train H2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Deltaproteoba 


’ 


qu 
cx 


3774316 3774339 1 24 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3798583 3798610 91 118 gi 
ibosomal RNA, partial sequence 


en 


ence 
eria; 


3754983 37564 


219846391 
3761076 37625 
Geobacte 
219846383 


219846382 
ce 37729 
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219846364 
3797117 37986 


ref 
race Geobact 
ref 

3771473 37728 
sulfuromonadale 


ae; 


De 


ref 
41 3774411 Desul 
; De 
ref 


NR_025982.1 
47 Geobacter chapelleii Bacteria; 


NR_025974.1 


NR_025973.1 


sulfuromonad 
NR_025955.1 
10 Cycloclasticus pugetii Bacteria; 


e 


9 
s 


£ 


strain TABS-2 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


icutes; 


Entomoplasmatales; 


Spiroplasmataceae; 


3632870 3632893 1 24 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
ibosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 
eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

3719315 3719342 91 118 gi|219846424|ref|NR_026015.1| Halothiobacillus 

DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
ia; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
3756383 3756422 79 118 gi|219846395|ref|NR_025986.1| Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Geobacter chapelleii 


r. 
Geobacter 

0 Geobacter 

Geobacteraceae; 


, 


Desulfuromonas 

uromonas palmitatis 

aceae; Desulfuromonas. 
Cycloclasticus pugetii 


sticus. 
Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Geobacter 
3 Geobacter 
Geobacteraceae; 


, 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 


Spiroplasma helicoides 


4149264 4150768 Spiroplasma helicoides Bacteria; 


Spiroplasma. 


505442 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


505442 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


505442 Bacteria_16S 
in GRUA-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


grammopterae stra 
grammopterae Bact 


505442 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


505442 Bacteria_16S 1 
rain 16910a 16S ribosomal RNA, 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


505442 Bacteria_16S 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Spirochaetales; Leptospiraceae; 


Bacteria; Spiroch 


505442 Bacteria_16S 


brennaborense str 
brennaborense Bac 


505442 Bacteria_16S 
strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


505442 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


505442 Bacteria_16S 


dassonvillei subs 


4153704 4153735 93 


icutes; 
4155269 4155300 93 
ribosomal RNA, 
icutes; 
4156835 4156866 93 


icutes; 
4159966 4159997 93 
bosomal 
icutes; 
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icutes; 
4175244 4175275 93 
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4181397 4181428 93 


icutes; 


1861 11883 103 


cteria; Proteobacteria; 


16340 16362 1 
aetes; 


36271 36293 98 
teria; Spirochaetes; 


43641 43683 1 


Nocardiopsis. 


78471 78501 1 


eria; Proteobacteria; 


85927 85969 1 


p. 


Entomoplasmatales; 


Entomoplasmatales; 


Entomoplasmatales; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


partial sequence 
ibosomal RNA, partial sequence 
Entomoplasmatales; 


RNA, partial sequence 
Entomoplasmatales; 


ribosomal RNA, partial sequence 


124 gi|219846112|ref|NR_025702.1 
4152247 41537 
Spiroplasmataceae; Spiroplasma. 
124 gi|219846111|ref|NR_025701.1 
4153813 41553 
Spiroplasmataceae; Spiroplasma. 
124 gi|219846110|ref|NR_025700.1 
4155378 41568 
Spiroplasmataceae; Spiroplasma. 
124 gi|219846108|ref|NR_025698.1 
4158509 41600 
Spiroplasmataceae; Spiroplasma. 
124 gi|219846105|ref|NR_025695.1 
Entomoplasmataceae; Mesoplasma. 
124 gi| 219846097 |ref|NR_025687.1 
4173799 417528 
Entomoplasmatales; Entomoplasmata 
124 gi|219846092|ref|NR_025682.1 
4179947 41814 
Entomoplasmataceae; Mesoplasma. 
125 gi| 265679056 |ref|NR_029364.1 
complete sequence 10342 11910 
Deltaproteobacteria; Desulfovibrionales; 


23 


120 


43 


31 


43 


gi 


gi 


gi 


gi 


gi 


dassonvillei strain IMRU 509 16S ri 
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6S ribosomal RNA, partial sequence 4163118 41646 


265679053 


265679040 
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e 15032 


34837 
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nce 42294 
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Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Leptospira interrogans 
Leptospira interrogans 


Treponema 
Treponema 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Desulfospira 
Desulfospira 
sulfobacteraceae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


strain Z-7937 16S 
Firmicutes; Clost 


505442 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


505442 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


505442 Bacteria_16S 
in 2-606-032 16S ribosomal RNA, partia 
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Actinomycetaceae; 
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ribosomal RNA, partial 
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Actinomyces. 
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ribosomal RNA, partial 
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Desulfobacter. 
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23 
sequence 


23 
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osomal RNA, partial sequence 
Spirochaetaceae; Treponema. 
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osomal RNA, partial sequence 
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sequence 
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bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
505442 Bacteria_16S 


118 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
505442 Bacteria_16S 
vibrioformis strain B54 16S ribosomal RNA, 


31 


Streptosporangineae; Nocardiopsaceae; 
505442 Bacteria_16S 
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Halobacteroidaceae; 
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gi 
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Z-7288 16S ribosomal RNA, partial sequence 
Halanaerobiales; 
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gi 
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1 sequence 
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teroidaceae; 
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NR_029226.1 
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; Oxalobacte 
NR_029183.1 


NR_029177.1 


Natroniella acetigena 


Natroniella acetigena Bacteria; 
Natronie 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Actinomyces 
Actinomyces 
ycineae; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 
Clostridium. 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


Lilulay 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 
alobacteraceae 


ba 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Desulfobacter 


282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


505442 Bacteria_16S 


strain HO14 16S r 
Spirochaetes; Spi 


505442 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


505442 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


505442 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


505442 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


505442 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


505442 Bacteria_16S 


G1212 16S ribosom 
Alphaproteobacter 


505442 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


505442 Bacteria_16S 
ain CFBP 4730 16S ribosomal RNA, parti 
Betaproteobacte 


valerianellae str 
valerianellae Bac 


505442 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


505442 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


505442 Bacteria_16S 


strain 216 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 


505442 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


505442 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


505442 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


505442 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


505442 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


505442 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


505442 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 


505442 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


311576 311598 1 23 
ibosomal RNA, partial sequence 
rochaetales; 
323685 323707 1 23 

ibosomal RNA, complete sequence 
ridia; Halanaerobiales; 
328395 328425 94 124 

S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
345294 345344 1 51 

ribosomal RNA, partial sequence 


gi 


gi 


gi 


gi 


bacillales; Lactobacillaceae; Lactobacillus. 
394942 394984 1 43 gi| 265678792 |ref|NR_029097.1 
16S ribosomal RNA, partial sequence 393626 394999 Oribac 
ridia; Clostridiales; Lachnospiraceae; Oribacterium. 
413522 413572 1 51 gi|265678779|ref|NR_029084.1 
Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 


Firmicutes; Lactobacillales; 

477963 477985 96 118 
al RNA, partial sequence 
ia; Rhodobacterales; Rhodobacteraceae; 
485590 485612 1 23 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 
577328 577350 96 118 gi 


a; 
gi 


teria; Proteobacteria; 


690919 690953 91 125 


gi 
ammaproteobacteria; Enterobacteriales; 
695506 695528 103 125 gi 
in DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; Plancto 


708557 708615 1 59 
bosomal RNA, partial sequence 


gi 


793457 793479 1 23 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
807320 807342 96 118 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

892124 892146 1 23 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
981545 981567 96 118 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
1062608 1062638 94 124 gi 
758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1101449 1101495 1 47 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1106125 1106155 94 124 gi 
in A40 16S ribosomal RNA, partial sequ 
idetes; Bacteroidia; Bacteroidales; Ba 
1169625 1169647 1 23 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 


gi 


gi 


505442 Bacteria_16S 


intestinalis DSM 
13280 Bacteria; A 
Collinsella. 


505442 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


505442 Bacteria_16S 
DSM 15641 16S ribosomal RNA, partial sequence 


1204504 1204526 1 23 gi 
13280 16S ribosomal RNA, partial seque 
ctinobacteria; Coriobacteridae; Coriob 


1206011 1206033 1 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


23 gi 


Coriobacteri 
1209058 1209080 1 


23 gi 


Spirochaetaceae; Borrelia 


Halanaerobiace 


Prevotellace 


Lactob 


1204671 


265678853 


310195 31168 
Borrelia 


’ 


265678845 


322285 32381 
Haloth 


ae; 
265678842 


326926 32843 
Prevot 


ae; 
265678828 


343905 34542 


265678733 


476563 478023 Parac 
Paracoccu 


265678728 


es; 
265678668 


ria; 
265678589 


16S ribosomal RNA, partial sequence 689459 69096 
Enterobac 


265678586 
sequence 
mycetacia; 


265678577 


707255 70861 
ionibacter 


265678517 


792094 79356 


eta. 
265678508 
ce 80584 


265678450 


890778 89219 
Oren 


ceae; 
265678390 
ce 98009 


265678336 
ce 10611 
iales; Chi 
265678309 


1100149 11015 
Clostridiu 


265678305 
ence 11046 


228719827 
ce 11682 
taceae; 
228715356 
nce 12031 
acteriales 


228715355 
12061 


ales; Cori 


228715352 


acillaceae 


ete sequen 
Spiroc 


al sequenc 
Burkh 


ulfobacter 


obacterale 


cteroidace 


Sp 


ref |NR_029159.1 


bur 
ref 


gdorferi gro 
NR_029150.1 


thrix, 
NR_029147.1 


ermo 
ref 


ella. 
ref |NR_029133.1 
3 Lactobacillus 


; La 
ref 
occu 
Ss. 
ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028894.1 


ctobacillus. 
NR_029038.1 
s yeei Bacte 


teriaceae; Citro 
ref |NR_028891.1 

694091 695537 
Planctomycetale 


ref|NR_028882.1 


ineae; Propionib 


ref|NR_028820.1 


ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 
ref|NR_028752.1 
ia. 
ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref|NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref|NR_028611.1 


m. 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides. 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 

ref |NR_027528.1 
62 1204620 Collin 
Coriobacterine 


v 


ref |NR_027527.1 


obacterineae; Co 


Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Lactobacillus pentosus 
pentosus Bacteria; 


Oribacterium sinus 
terium sinus Bacteria; 


Lactobacillus 
Lactobacillus 


Paracoccus yeei strain 
ria; Proteobacteria; 


Spirochaeta 
Spirochaeta 

chaeta. 

Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Planctomyces 
Planctomyces 

s; Planctomycetaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Chitinophaga 

ophaga japonensis 
hitinophaga. 
Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Bacteroides 
oides acidifaciens 


Spirochaeta 
haeta smaragdinae DSM 


Collinsella 
sella intestinalis DSM 


ae; Coriobacteriaceae; 


Collinsella stercoris 


28 Collinsella stercoris DSM 13279 


riobacteriaceae; 


ref |NR_027524.1 


Cryptobacterium curtum 


1207714 1209142 Cryptobacterium curtum DSM 15641 


Bacteria; Actinob 
Cryptobacterium. 


505442 Bacteria_16S 


strain Se-3111 16 


505442 Bacteria_16S 


strain 13.4 16S r 


505442 Bacteria_16S 


strain VPI 0546 1 


Actinobacteria; C 


505442 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


acteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Co 
1222506 1222564 1 59 gi| 219878356 |ref|NR_025495.1 
S ribosomal RNA, partial sequence 1221167 12226 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiace 
1246796 1246854 1 59 gi|219857484|ref|NR_025072.1 
ibosomal RNA, partial sequence 1245479 1246880 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
1290316 1290338 1 23 gi|219846501|ref|NR_026093.1 
6S ribosomal RNA, complete sequence 1289055 12904 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
1393458 1393480 96 118 gi|228716184|ref|NR_027548.1 
ribosomal RNA, partial sequence 1392046 13934 
icutes; Mycoplasmataceae; Mycoplasma. 
1405495 1405517 96 118 gi|219857153|ref|NR_024781.1 


505442 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


505442 Bacteria_16S 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1449803 1449847 1 45 gi 


aerolata strain V-54A 16S ribosomal RNA, partial sequen 


Bacteria; Actinob 
Promicromonospora 


505442 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


505442 Bacteria_16S 


VKM B1479 16S rib 


acteria; Actinobacteridae; Actinomycet 


1517538 1517568 1 31 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


1651101 1651123 96 
osomal RNA, partial sequence 


118 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


505442 Bacteria_16S 


strain DSM 44494 


paraplantarum str 
paraplantarum Bac 


505442 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


505442 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


505442 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


505442 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


505442 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


505442 Bacteria_16S 


strain YIM 90003 


Streptomonospora. 


505442 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


505442 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


505442 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


1741098 1741140 1 43 gi 
Stre 
1841463 1841513 1 51 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1877868 1877910 1 43 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

1928074 1928104 1 31 

ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1976602 1976632 1 31 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
1998471 1998505 91 125 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
2012373 2012395 103 125 gi 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
2083861 2083911 1 51 gi 
ATCC 33200 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Lactob 
2158016 2158058 1 43 gi 


Stre 


2206634 2206656 96 118 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2209661 2209683 96 118 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2217187 2217209 96 Lag gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2269110 2269140 1 31 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2279874 2279896 96 118 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


1404010 14055 


ocystineae 
224581421 
ce 14484 
ales; Micr 


219873435 
sequence 


cteria; De 


219878442 


1649700 16511 


obacterace 
219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
505442 Bacteria_16S 


pt 
219878308 
al sequenc 
ctobacilla 
219878283 
1 sequence 
; Actinomy: 


219878243 


1926697 19282 


anthomonad 
219878211 
ce 19752 
acterales; 
219878197 


16S ribosomal RNA, partial sequence 1997016 19985 


Enterobac 
219878188 


2010901 20124 


nctomyceta 
219878134 

sequence 

acillaceae 
219857630 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ptosporang 
219857595 
ence 22052 
coplasma. 

219857593 


2208244 22096 


219857588 


2215772 22172 


219857554 


2267708 22692 


Desulfoba 
219857547 


osporang 


; Haliangiaceae; 
ref|NR_027202.1 
60 1449852 Promic 


Oococ 


ref|NR_025194.1 
1516159 151759 
sulfobacterales; 


ref|NR_025581.1 
ae; Labrys. 
ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025422.1 

1876505 187800 
cetales; Strepto 
ref |NR_025382.1 
aceae; Ignatzsch 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025336.1 


teriaceae; Prote 
ref |NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025219.1 
ineae; Nocardiop 
ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025181.1 


ref|NR_025176.1 


ref|NR_025142.1 


cteraceae; Desul 


riobacteriaceae; 


Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Amycolatopsis rubida 
rubida Bacteria; 

diaceae; Amycolatopsis. 
Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Promicromonospora 
romonospora aerolata 


cineae; Promicromonosporaceae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Lactobacillus 
3 Lactobacillus 
lus. 
Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Planctomyces maris 


maris Bacteria; 


es. 
Lactobacillus 
3 Lactobacillus 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 


ref|NR_025135.1 


Mycoplasma phocidae 


2278443 2279908 Mycoplasma phocidae Bacteria; 


gi 


sequence 


gi 


gi 


gi 


sequence 


gi 


sequence 


gl 


gi 


sequence 


gi 


sequence 


gi 


ribosomal RNA, partial sequence 


gi 


gi 


sequence 


gi 


gi 


sequence 


gi 


sequence 


gi 


gi 


sequence 


gi 


gi 


sequence 


gi 
gi 


gi 


sequence 


gi 
gi 


gi 


219857531|ref 


219857530|ref 
2300877 

219857529 |ref 
2302353 

219857528 |ref 
219857526|ref 
219857525 |ref 
219857524 
2308560 
219857523 
219857522 
219857521 
219857520 
219857519 
219857518 
219857517 
219857516 
219857515 
219857514 
219857513 
219857512 


219857511|ref 


219857510|ref 


219857509 |ref 


219857508 |ref 


219857507 |ref 


219857505 |ref 


219857504 | ref 


219857503 |ref 


219857502 |ref 


219857501|ref 


219857500|ref 


219857498 |ref 


219857497 |ref 
219857496|ref 
219857495 |ref 


219857494 |ref 


219857493 |ref 


2297982 2299396 


2302404 2303932 


2303983 2305466 


2308611 2310058 
2310109 2311529 
2311580 2313074 
2313125 2314583 
2314634 2316097 


2316148 2317531 


2320764 2322265 


2326828 2328277 
2328328 23296 
2329695 2331217 
2331268 23327 
2332775 23342 
2334350 2335705 
2335756 23371 
2337153 2338651 
2338702 23402 
2340265 2341721 
2341772 2343243 
2343294 23447 
2344786 2346268 
2346319 2347775 
2347826 2349284 


2349335 2350745 


NR_025119.1 
NR_025118.1 
NR_025117.1 
NR_025116.1 


NR_025114.1 


NR_025103.1 


NR_025100.1 
NR_025099.1 
NR_025098.1 
NR_025097.1 
NR_025096.1 
NR_025095.1 
NR_025093.1 
NR_025092.1 
NR_025091.1 
NR_025090.1 
NR_025089.1 
NR_025088.1 
NR_025086.1 
NR_025085.1 
NR_025084.1 
NR_025083.1 


NR_025082.1 


NR_025081.1 


2350796 2352265 


4 


2 


9 


0 


1 


3 


Idiomarina loihiensis strain L2-TR 16S ribosomal RNA, partial sequence 
Bosea massiliensis strain 63287 16S ribosomal RNA, partial sequence 2299447 
Afipia birgiae strain 34632 16S ribosomal RNA, partial sequence 2300928 
Marinobacter lutaoensis strain T5054 16S ribosomal RNA, partial sequence 
Xenophilus azovorans strain KF46F 16S ribosomal RNA, partial sequence 
Tsukamurella strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete 
Pigmentiphaga kullae strain K24 16S ribosomal RNA, partial sequence 2307079 
Nonomuraea turkmeniaca strain DSM43926 16S ribosomal RNA, partial sequence 
Actinomadura mexicana strain A290 16S ribosomal RNA, partial sequence 
Geobacillus subterraneus strain 34 16S ribosomal RNA, partial sequence 
Salinicoccus alkaliphilus strain T8 16S ribosomal RNA, partial sequence 
Comamonas koreensis strain KCTC 12005 16S ribosomal RNA, partial sequence 
Paenibacillus brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 
Pseudoxanthomonas mexicana strain AMX 26B 16S ribosomal RNA, partial 
Stenotrophomonas acidaminiphila strain AMX 19 16S ribosomal RNA, partial 
TP ieaataceee brenneri strain CFML 97-391 16S ribosomal RNA, partial sequence 
Pseudomonas grimontii strain CFML 97-514 16S ribosomal RNA, partial 
ee casei strain LMG S-19264 16S ribosomal RNA, partial 
cere stercorarium subsp. 


2325260 2326777 
Mycobacterium doricum strain FI-13295 16S ribosomal RNA, partial sequence 


leptospartum strain ATCC 35414 16S 


Microbacterium gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 
4 
Burkholderia sacchari strain IPT10 16S ribosomal RNA, partial sequence 


Helicobacter canadensis strain NLEP-16143 16S ribosomal RNA, partial 
4 
Nocardiopsis xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
9 
Paracoccus methylutens strain DM12 16S ribosomal RNA, partial sequence 


Roseinatronobacter thiooxidans strain ALG 1 16S ribosomal RNA, partial 
Paaemeeeeiey undosum strain BG29 16S ribosomal RNA, partial sequence 
Heliobacterium sulfidophilum strain BR4 16S ribosomal RNA, complete 

raioasbaee bogoriensis strain LBBl 16S ribosomal RNA, partial sequence 
Crossiella equi strain NRRL B-24104 16S ribosomal RNA, partial sequence 
Actinopolymorpha singaporensis strain IM 7744 16S ribosomal RNA, partial 

deta daaes granivorans strain A30 16S ribosomal RNA, partial sequence 
Arthrobacter sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


Arthrobacter methylotrophus strain TGA 16S ribosomal RNA, partial sequence 


Hyphomicrobium sulfonivorans strain S1 16S ribosomal RNA, partial sequence 


Dethiosulfovibrio marinus strain srl2 16S ribosomal RNA, partial sequence 


505442 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


505442 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


505442 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


505442 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


505442 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


505442 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


505442 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


505442 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


505442 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


505442 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


505442 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


505442 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


505442 Bacteria_16S 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


505442 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


505442 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S 


505442 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


505442 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


2282896 2282918 96 118 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2293451 2293473 96 118 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2334148 23341901 43 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2366052 2366074 96 118 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2367562 2367584 96 118 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2400849 2400871 96 118 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


gi 


2402272 2402314 1 43 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
2479722 2479744 96 118 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481231 2481253 96 118 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482741 2482763 96 118 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484252 2484274 96 118 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485764 2485786 96 118 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487283 2487305 96 118 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488796 2488818 96 118 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490309 2490331 96 118 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491820 2491842 96 118 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2505389 2505417 96 124 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2610168 2610226 1 59 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
2731328 2731350 96 118 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
2845477 2845499 1 23 gi 
1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
2957034 2957092 1 59 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
; Microbacterium. 

3112881 31129111 31 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 


gi 


gi 
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qu 
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se 
ac 


ue 


sp 


ue 
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gd 
ia 


ae 


ne 
ac 


219857545 


uence 
smatacea 


219857536 


22920 
Helicob 


219857507 


sequenc 


219857483 
2364627 23660 


219857482 


ence 


quence 
teria; 


219857459 


nce 


Actinomyc 


219857397 
2478295 24797 


219857396 
2479798 24812 


219857395 
2481316 24827 


219857394 
2482825 24842 


219857393 
2484337 24857 


219857392 
2485849 24873 


219857391 
2487368 24888 


219857390 
2488881 24903 


219857389 
2490394 24918 


219857379 


25039 
iraceae; 


219857259 


nce 
ctinomyc 


219857167 
2729867 27313 


ystineae 


219856894 
2844116 2845615 Borre 


orferi g 


219856819 


1 sequen 
Actino: 


, 


219846847 


e 31115 
terales; 


3256719 3256761 1 43 gi 


219846750 


lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 


Actinomycet 


smatacea 
219857460 


R 


ref |NR_025133.1 
2281465 228293 
e; Mycoplasma. 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025095.1 
e 2332775 233429 
ales; Strept 


Mycoplasma 
0 Mycoplasma 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


ref|NR_025071.1| Mycoplasma elephantis 
86 Mycoplasma elephantis Bacteria; 


ref|NR_025070.1 
2366137 236759 
e; Mycoplasma. 
ref|NR_025048.1 
2399427 240087 
hizobiales; Hyph 


Mycoplasma 
6 Mycoplasma 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


ref|NR_025047.1 
2400924 240237 
etales; Streptos 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 
ref|NR_024980.1] Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024890.1 

2608828 261032 
etales; Pseudono 


Sporobacterium 
acterium olearium 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 
ref|NR_024795.1| Plesiocystis pacifica 
50 Plesiocystis pacifica Bacteria; 

; Nannocystaceae; Plesiocystis. 
ref|NR_024713.1| Borrelia sinica strain 
lia sinica Bacteria; Spirochaetes; 

roup. 
ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


v 


Microbacterium 
4 Microbacterium 
coccineae; 


Desulfobacter 
obacter halotolerans 
Desulfobacteraceae; Desulfobacter. 
ref |NR_026342.1| Nocardiopsis 
3255372 3256832 Nocardiopsis 


ref |NR_026439.1 
17 3112988 Desulf 


lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


Nocardiopsis. 


Streptosporangineae; 


505442 Bacteria_16S 3259744 3259786 1 43 gi|219846748|ref|NR_026340.1| Nocardiopsis alba 
strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
505442 Bacteria_16S 3261254 3261296 1 43 gi| 219846747 |ref|NR_026339.1| Nocardiopsis 
dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 3259907 3261367 
Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
505442 Bacteria_16S 3315942 3315964 1 23 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
505442 Bacteria_16S 3317467 3317489 1 23 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
505442 Bacteria_16S 3318986 3319008 1 23 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 


strain Z-7591 16S 
Spi 
505442 Bacteria_16S 
DSM 6640 16S ribosomal RNA, partial se 
Halanaerobi 


Spirochaetes; 


lacunarum strain 


lacunarum Bacteri 
505442 Bacteria_16S 


strain DSM 5156 1 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 


3373840 3373862 1 23 gi 


a; Firmicutes; Clostridia; 


3375357 3375379 1 23 gi 


3317638 33191 
Spirocha 


eta. 
219846668 
quence 
ales; 
219846667 


6S ribosomal RNA, partial sequence 3374001 33754 


Halo 


06 Spirochaeta asiatica Bacteria; 


ref|NR_026260.1 
3372496 337395 


Halanaerobacter 
0 Halanaerobacter 
bacteroidaceae; Halanaerobacter. 
ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 


Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

505442 Bacteria_16S 3435324 3435366 1 43 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

505442 Bacteria_16S 3497536 3497558 1 23 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

505442 Bacteria_16S 3581230 3581259 96 125 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

505442 Bacteria_16S 3690827 3690849 96 118 gi|219846444|ref|NR_026035.1| Mycoplasma auris 


strain UIA 16S ri 
Tenericutes; Moll 


505442 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


505442 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


505442 Bacteria_16S 


strain YIM 90010 


nitratireducens s 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3716342 3716364 96 118 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3753374 3753396 96 118 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759422 3759444 96 118 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3760878 3760900 1 23 gi 
ribosomal RNA, partial sequence 
rochaetales; 
4062313 4062355 1 


43 gi 


3689398 36908 


219846426 


3714904 37163 


219846397 


3751943 37534 


219846393 


3757993 37594 


219846392 


3759507 37610 
Spirochaetaceae; Borrelia 


219846178 


16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; 
505442 Bacteria_16S 


58 Mycoplasma auris Bacteria; 


ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


ref|NR_025988.1] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025983.1| Borrelia coriaceae 
25 Borrelia coriaceae Bacteria; 


ref|NR_025768.1| Nocardiopsis salina 
36 Nocardiopsis salina Bacteria; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
4206960 4206990 1 31 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
train ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 


nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

505442 Bacteria_16S 444] 4462 1 22 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

505442 Bacteria_16S 5909 5930 1 22 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

505442 Bacteria_16S 7370 7391 L 22 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

505442 Bacteria_16S 8828 8849 1 22 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

505442 Bacteria_16S 14837 14858 1 22 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 


subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 


Francisella. 

505442 Bacteria_16S 19528 19549 103 124 gi| 265679051 |ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

505442 Bacteria_16S 20992 21013 1 22 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

505442 Bacteria_16S 36175 36196 1 22 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

505442 Bacteria_16S 37658 37679 1 22 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

505442 Bacteria_16S 39063 39084 1 22 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

505442 Bacteria_16S 42173 42194 1 22 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

505442 Bacteria_16S 48202 48223 1 22 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

505442 Bacteria_16S 57431 57452 1 22 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

505442 Bacteria_16S 58931 58952 i 22 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

505442 Bacteria_16S 60450 60471 1 22 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 61998 62019 1 22 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 63465 63486 1 22 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
505442 Bacteria_16S 64968 64989 1 22 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

505442 Bacteria_16S 68002 68023 A 22 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

505442 Bacteria_16S 79881 79902 1 22 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

505442 Bacteria_16S 82862 82883 1 22 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

505442 Bacteria_16S 84438 84459 1 22 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

505442 Bacteria_16S 87465 87486 1 22 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

505442 Bacteria_16S 95062 95083 1 22 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

505442 Bacteria_16S 111868 111889 1 22 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

505442 Bacteria_16S 119651 119696 1 46 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 


cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromono 


sporaceae; Cellulosimicrobium. 


505442 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 


Pseudoalteromonas. 
505442 Bacteria_16S 


strain R-10 16S r 


Bacteroidetes; Sp 


505442 Bacteria_16S 


strain 55134 16S 


128753 128774 1 22 gi| 265678977 

261 16S ribosomal RNA, partial sequence 12740 

acteria; Gammaproteobacteria; Alteromonadales; P 

133445 133466 103 124 gi| 265678974 

ibosomal RNA, complete sequence 131953 13349 

hingobacteria; Sphingobacteriales; Rhodothermace 

145567 145588 103 124 gi| 265678966 

ribosomal RNA, partial sequence 144082 14559 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
146924 146945 1 22 gi| 265678965 


505442 Bacteria_16S 


strain FF3 16S ri 


bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


505442 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


505442 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


505442 Bacteria_16S 


strain KB740 16S 


Proteobacteria; B 


505442 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


505442 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


505442 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


505442 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


505442 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


505442 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


505442 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


505442 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


505442 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


505442 Bacteria_16S 


aminovalericum st 
aminovalericum Ba 


505442 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


505442 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


Methylococcaceae; 


505442 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain A30 16S ri 


152991 153012 1 22 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
156110 156131 1 22 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
157667 157688 1 22 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
165284 165305 1 22 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
168437 168458 1 22 gi 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
175963 175984 1 22 gi 


ammaproteobacteria; Vibrionales; Vibri 
177448 177469 1 22 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
178957 178978 1 22 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
180435 180456 1 22 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


181928 181949 1 22 gi 
ain CG 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
189704 189725 1 22 gi 
rain DSM 1283 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
191230 191251 1 22 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
192740 192761 1 22 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
194250 194271 1 22 gi 
in 1521 of Whittenbury 16S ribosomal R 


Methylobacter. 
195761 195782 1 22 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
197271 197292 1 22 gi 
bosomal RNA, partial sequence 


145646 14699 


156293 15781 


167046 168502 Vibri 


169961 169982 1 22 gi| 265678950 
ibosomal RNA, partial sequence 168553 16998 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 

171437 171458 1 22 gi| 265678949 
osomal RNA, partial sequence 170036 17150 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 

174455 174476 1 22 gi| 265678947 


173054 174520 Vibri 


6S ribosomal RNA, partial sequence 174571 17599 


189853 19130 


hodobacter 
265678961 
ce 15161 
idiaceae; 
265678959 
uence 
idiales; C 
265678958 


ocyclaceae 
265678953 
sequence 

Lactobaci 
265678951 


rio. 
265678946 


onaceae; V 
265678945 
e 17604 
les; Vibri 
265678944 

17756 
omonadacea 
265678943 
al sequenc 
ria; Methy 


265678942 
ence 18057 
idiaceae; 

265678937 
al sequenc 
idiales; C 
265678936 


ethylococc 
265678935 
ence 19135 
occales; M 
265678934 
NA, partia 


265678933 
ence 19438 
occales; M 


e; Aeromonas. 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref |NR_029244.1 


aceae; Methylomi 
ref |NR_029243.1 
7 #192822 Methyl 
ethylococcaceae; 
ref |NR_029242.1 
1 se 


quence 


’ 


ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 


265678932 


ref|NR_029285.1| Pseudoalteromonas 
9 128819 Pseudoalteromonas espejiana 
seudoalteromonadaceae; 
ref|NR_029282.1| Rhodothermus marinus 
5 Rhodothermus marinus Bacteria; 
ae; Rhodothermus. 
ref|NR_029274.1| Jonesia denitrificans 
5 Jonesia denitrificans Bacteria; 
; Jonesiaceae; Jonesia. 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029269.1| Clostridium 
7 153137 Clostridium propionicum 
Clostridium. 
ref|NR_029267.1| Clostridium 

154728 156242 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029266.1| Azoarcus evansii 
8 Azoarcus evansii Bacteria; 
; Azoarcus. 
ref|NR_029261.1| Lactobacillus 

163866 165437 Lactobacillus 
llaceae; Lactobacillus. 
ref|NR_029259.1| Vibrio mimicus strain 
o mimicus Bacteria; Proteobacteria; 
ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 
ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 
ibrio. 
ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 
ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 
ibrio. 
ref|NR_029253.1| Photobacterium 
8 177513 Photobacterium leiognathi 
onaceae; Photobacterium. 
ref|NR_029252.1|] Aeromonas punctata 
4 179023 Aeromonas punctata Bacteria; 


Methylococcus 
Methylococcus 
ylococcaceae; 


Clostridium 
idium proteolyticum 


Clostridium 

Clostridium 
lostridium. 

Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylomonas 
omonas aurantiaca 
Methylomonas. 
Methylobacter 
192873 194334 
Methylococcales; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 


ref|NR_029240.1 


Methylomicrobium agile 


195893 197354 Methylomicrobium agile Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 


505442 Bacteria_16S 
equigenitalis str 


equigenitalis Bac 


505442 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; 


strain C4D1M 16S 


Proteobacteria; B 


505442 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


505442 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


505442 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


505442 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


505442 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


505442 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


505442 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


505442 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


505442 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


505442 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


505442 Bacteria_16S 


CFN 42 16S riboso: 
Alphaproteobacter 


505442 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


505442 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


505442 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


505442 Bacteria_16S 


actinomycetemcomi 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


505442 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


505442 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


Gammaproteobacteria; Vibrionales; Vibri 
505442 Bacteria_16S 


206622 206643 1 22 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; 
223546 223567 1 
osomal RNA, partial sequence 


22 gi 


235571 235592 1 22 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
237207 237228 1 22 gi 


gi 


acteria; Betaproteobacteria; Burkholde 
238789 238810 1 22 gi 


etaproteobacteria; Burkholderiales; Bu 
240336 240357 1 22 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 


240424 240456 91 124 


gi 


strain Sgly2 16S ribosomal RNA, parti 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
257054 257075 1 22 gi 


acteria; Betaproteobacteria; Burkholde 
260059 260080 1 22 gi 


267554 267575 1 22 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
273548 273569 1 22 gi 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
275117 275138 1 22 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
279666 279687 1 22 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
288674 288695 1 22 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
290201 290222 1 22 gi 
16S ribosomal RNA, complete sequence 


gi 


gi 


asteurellaceae; Aggregatibacter. 
294956 294977 103 124 gi 
Chlorobiale 

22 gi 


eria; Chlorobi; Chlorobia; 
308572 308593 1 


S ribosomal RNA, 


Ss; 


505442 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


310086 310107 1 22 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 


265678926 
sequence 
Betaproteobacteria; 
265678914 
222148 22363 
onaceae; 
265678905 
234235 23583 
rkholderia 
265678904 
n A 1 16S ribosomal RNA, partial sequence 
riales; 
265678903 
6S ribosomal RNA, partial sequence 237457 23896 
rkholderia 
265678902 
nce 
riales; 


265678902 
2327 16S ribosomal RNA, partial sequence 


acteria; Betaproteobacteria; Burkholderiales; Bu 
cia complex. 

241922 241943 1 22 gi| 265678901 
bosomal RNA, partial sequence 240595 24207 
etaproteobacteria; Burkholderiales; Burkholderia 

249649 249670 1 22 gi| 265678896 


al sequenc 


Bacteria; Proteobacteria; Betaproteobacteria; N 
255579 255600 1 22 gi| 265678892 
1 RNA, partial sequence 254252 255652 Afipi 


ipia. 
265678891 
LB400 16S ribosomal RNA, partial sequence 25570 
riales; 
265678889 
strain ITI-1157 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; 


265678882 
266185 26767 
alobactera 
265678878 
272240 273697 Rhizo 
Rhizobium/Agrobac 
265678877 
273748 27524 


265678874 


265678868 


265678867 


etaproteobacteria; Burkholderiales; Alcaligenace 
293405 293426 1 22 gi| 265678865 
tans strain 277/49-50(8) 16S ribosomal RNA, part 


265678864 
in 6030 16S ribosomal RNA, partial sequence 


265678855 
complete sequence 307188 30872 
etaproteobacteria; Burkholderiales; Comamonadace 
265678854 


Burkh 


Vv 


23588 
Bu 


23901 
Bu 


23901 


Bu 


R 


27832 


28734 


28882 


Chlorob 


ref |NR_029234.1 
205252 20675 
olderiales; Alc 
ref |NR_029222.1 
1 Vibrio campbe 


rkholderiaceae; 
ref|NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


ref |NR_029204.1 
e 248268 24976 
eisseriales; Ne 


ref|NR_029200.1 


ref|NR_029199.1 


rkholderiaceae; 
ref|NR_029197.1 
nce 25878 
hodobacterales; 


ref|NR_029188.1 
2 Oxalobacter f 
ceae; 
ref|NR_029184.1 
bium etli Bacte 
terium group; 
ref|NR_029183.1 
6 Mycoplasma hy 


ref|NR_029180.1 
1 279763 Mycop 


ref|NR_029174.1 
1 288773 Mycop 


ref|NR_029173.1 
Bordetella. 
NR_029171.1 
sequence 


ae; 
ref 
ial 


0 
a 


7 240544 Burkho 


r 


8 
i 


a broomeae Bacte 


3 257168 Burkho 


2 


Oxalobacte 


xr 
Rh 


1 


1 


Taylorella 

Taylorella 
ligenaceae; Taylorella. 

Vibrio campbellii 
llii Bacteria; 


ibrio. 

ref|NR_029213.1| Burkholderia graminis 
4 Burkholderia graminis Bacteria; 
ceae; Burkholderia. 

ref|NR_029212.1| Burkholderia 

5 237406 Burkholderia phenazinium 
rkholderiaceae; Burkholderia. 
ref|NR_029211.1| Burkholderia glumae 
6 Burkholderia glumae Bacteria; 
ceae; Burkholderia. 

ref|NR_029210.1| Burkholderia 

7 240544 Burkholderia pyrrocinia 
rkholderiaceae; Burkholderia; 
ref|NR_029210.1| Burkholderia 


lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 
cepacia Bacteria; 
ia; Burkholderia cepacia 


Microvirgula 
Microvirgula 
sseriaceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


Oxalobacter formigenes 
ormigenes Bacteria; 

rs 

Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Mycoplasma hyosynoviae 
osynoviae Bacteria; 


Mycoplasma gateae 
asma gateae Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Bordetella holmesii 


4 290348 Bordetella holmesii Bacteria; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


ref|NR_029170.1| Prosthecochloris 
293547 295005 Prosthecochloris 

iaceae; Prosthecochloris. 

ref|NR_029161.1| Comamonas testosteroni 

3 Comamonas testosteroni Bacteria; 

ae; Comamonas. 

ref|NR_029160.1| Ruminococcus callidus 


308774 310144 Ruminococcus callidus 


Ruminococcaceae; 


Ruminococcus. 


505442 Bacteria_16S 319080 319101 1 22 gi| 265678848 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequen 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; 

505442 Bacteria_16S 336118 336175 1 58 gi| 265678834 
subtile strain F395 16S ribosomal RNA, partial sequence 33475 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bi 
505442 Bacteria_16S 336218 336239 103 124 gi| 265678834 
subtile strain F395 16S ribosomal RNA, partial sequence 33475 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bi 
505442 Bacteria_16S 351214 351235 1 22 gi| 265678824 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
505442 Bacteria_16S 354131 354152 1 22 gi| 265678821 


strain 941 16S ri 


bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 


505442 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


505442 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


505442 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


505442 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


505442 Bacteria_16S 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


505442 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


505442 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


asymbiotica subsp 


Enterobacteriales 


505442 Bacteria_16S 


strain XILO8 16S 


357069 357090 1 22 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
358473 358494 1 22 gi 
ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


366007 366028 
osomal RNA, partial 


1 

sequence 
Rhodobacterales; 
367515 367536 1 22 gi 
rain F23 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


22 gi 


370535 370556 1 22 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


385721 385742 1 22 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
387283 387304 1 22 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
390376 390397 103 124 gi 
n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ceae; Myceligenerans. 

391859 391880 1 22 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
401063 401084 1 22 gi 


gi 


Enterobacteriaceae; Photorhabdus. 
407344 407365 103 124 
ribosomal RNA, complete sequence 


, 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 


505442 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


505442 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


505442 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


505442 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


505442 Bacteria_16S 
rosea strain MDA5605 16S ribosomal RNA, partial sequence 


subsp. 


416657 416678 1 22 

ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
418149 418170 1 22 gi 
in DV1184 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
419642 419663 1 22 gi 
bosomal RNA, partial sequence 


gi 


352821 35423 


355741 357 


364736 366 
R 


384340 38587 


405881 40739 


415329 41680 


418286 41972 


microbiace 
265678818 
15 
Sphingomon 
265678816 
partial se 
eria; Rhod 


265678811 
09 
hodobacter 
265678810 
quence 

teria; Alt 


265678808 
quence 
eria; Ocea 
265678798 


seudomonad 
265678797 

38592 
nadales; S 
265678795 
sequence 
Actinomyc 


265678794 
ce 39048 
riales; Bu 
265678788 


265678784 
ococcineae 
265678777 


les; Methy 
265678776 
equence 

iales; Pep 
265678775 


ref|NR_029153.1| Bartonella vinsonii 
ce 317746 319177 Bartonella vinsonii 
Rhizobiales; Bartonellaceae; Bartonella. 
ref|NR_029139.1| Bifidobacterium 
5 336267 Bifidobacterium subtile 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029139.1| Bifidobacterium 
5 336267 Bifidobacterium subtile 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029129.1| Paracoccus kocurii 
occus kocurii Bacteria; Proteobacteria; 
Ss. 
ref|NR_029126.1| Rhodoplanes roseus 
3 Rhodoplanes roseus Bacteria; 
ae; Rhodoplanes. 
ref|NR_029123.1| Sphingopyxis terrae 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_029121.1] Loktanella 
quence 357208 358614 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029116.1| Salipiger mucosus 
9 Salipiger mucosus Bacteria; 
aceae; Salipiger. 
ref|NR_029115.1| Idiomarina 
366150 367594 Idiomarina 
eromonadales; Idiomarinaceae; 
ref|NR_029113.1] Halomonas 
369170 370614 Halomonas 
nospirillales; Halomonadaceae; 
ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029102.1| Hydrocarboniphaga 
1 387397 Hydrocarboniphaga effusa 
inobacteraceae; Hydrocarboniphaga. 
ref|NR_029100.1| Myceligenerans 
388894 390431 Myceligenerans 
etales; Micrococcineae; 
ref|NR_029099.1| Chitinimonas 
2 392023 Chitinimonas taiwanensis 
rkholderiaceae; Chitinimonas. 
ref|NR_029093.1] Photorhabdus 


rtial sequence 399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029089.1| Xylanibacterium ulmi 
3 Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


’ 


ref|NR_029082.1| Methylobacterium 
5 Methylobacterium populi BJ001 
lobacteriaceae; Methylobacterium. 
ref|NR_029081.1| Tepidibacter 

416856 418235 Tepidibacter 
tostreptococcaceae; Tepidibacter. 
ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

425942 425963 103 124 gi|265678771|ref|NR_029076.1| Formosa algae strain 
RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Formosa. 

427507 427528 103 124 gi|265678770|ref|NR_029075.1| Nesterenkonia 
ain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
esterenkonia. 

431995 432016 1 22 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 


430661 432145 Roseomonas gilardii 


subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Roseomonas. 
505442 Bacteria_16S 
strain TF-27 16S 
Proteobacteria; 

505442 Bacteria_16S 
strain HTCC2506 1 


505442 Bacteria_16S 


rhizosphaerae strain IH5 16S ribosomal RNA, 
rhizosphaerae Bacteria; 


Pseudomonas. 
505442 Bacteria_16S 
strain E7107 16S 


505442 Bacteria_16S 


435158 435179 1 


439800 439821 1 


445925 445946 1 
Proteobacteria; 


447454 447475 1 


448986 449007 1 


22 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


22 


22 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


22 


strain 5424 16S ribosomal RNA, partial sequence 


505442 Bacteria_16S 
strain CFBP 2022 
Proteobacteria; 

505442 Bacteria_16S 


palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 
palleroniana Bacteria; 


Pseudomonas. 
505442 Bacteria_16S 
strain R 8118 16S 
Proteobacteria; 
505442 Bacteria_16S 


strain DLE411J 16S ribosomal RNA, partial sequence 


Proteobacteria; 
505442 Bacteria_16S 
strain S-5623 16S 
Firmicutes; 
505442 Bacteria_16S 


G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacteria; 
505442 Bacteria_16S 


australiensis strain Ben 117 16S ribosomal RNA, partial 
australiensis Bacteria; 


Quatrionicoccus. 
505442 Bacteria_16S 


acidaminovorans strain sr15 16S ribosomal RNA, partial 
acidaminovorans Bacteria; 


505442 Bacteria_16S 
69 16S ribosomal 


505442 Bacteria_16S 


ushuaiensis strain Ul 16S ribosomal RNA, partial sequen 


Bacteria; 
505442 Bacteria_16S 
strain G-16.1 16S 
Proteobacteria; 
505442 Bacteria_16S 


458277 458298 1 


459729 459750 1 
Proteobacteria; 


468748 468769 1 


471826 471847 1 


473438 473459 1 


477866 477887 1 


Rhodobacterales; 
482552 482573 1 


Proteobacteria; 
484059 484080 1 


Synergistetes; 
487183 487204 1 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


488754 488775 1 


491887 491908 1 


493394 493415 1 


22 


22 


22 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderia 


22 


22 


ribosomal RNA, partial sequence 
Lactobacillales; Weissella. 


22 


22 


Betaproteobacteria; 


22 


Synergistia; 


22 


485792 487320 Vibri 


22 


22 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


22 


strain R65 16S ribosomal RNA, partial sequence 


Proteobacteria; 
505442 Bacteria_16S 


defluvii strain BSB 9.5 16S ribosomal RNA, partial sequ 
Proteobacteria; Betaproteobacteria; Burkholde 


Bacteria; 
505442 Bacteria_16S 
strain BSB 41.8 1 
Proteobacteria; 
505442 Bacteria_16S 


vestfoldensis strain R-9477 16S ribosomal RNA, partial 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobact 


Loktanella. 
505442 Bacteria_16S 


499551 499572 1 


501103 501124 1 


504168 504189 1 


514766 514787 1 


22 


22 


22 


22 


strain CS1 16S ribosomal RNA, partial sequence 


Firmicutes; 
505442 Bacteria_16S 


marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 


Lactobacillales; 


516232 516253 1 


Lactobacillaceae; 


22 


Lactobac 


gi 
43 


gi 


6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadace 


gi 


complete sequence 
Gammaproteobacteria; 


gi 


446125 44760 


gi 


447654 44913 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


16S ribosomal RNA, partial sequence 456977 45835 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


Gammaproteobacteria; 


gi 


467397 46889 


gi 


470446 47199 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


472041 47353 


gi 


476563 478023 Parac 
Rhodobacteraceae; 


gi 


gi 


Ss 
gi 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


490502 49197 


gi 


492024 49353 
Gammaproteobacteria; Alteromonadales; Alteromonad 


gi 


gi 


6S ribosomal RNA, partial sequence 499730 50125 
Betaproteobacteria; Burkholderiales; Co 


gi 


gi 


Shewanellac 


265678765 
3793 43528 


265678762 


265678758 


Pseu 


265678757 


Acetobacte 
265678756 


Acetobacte 
265678746 


265678745 


Pseud 


265678739 


265678737 


265678736 


265678733 


Paracoccu 


265678730 
sequence 


265678729 


sequence 


265678727 


265678726 


ce 48737 


265678724 


265678723 


265678719 


ynergistales; 


Halomonadaceae; 


aceae; 


ence 498178 499679 Hydro 


ref |NR_029070.1 


eae; 


ref |NR_029067.1 


domonadales; 


ref|NR_029062.1 
3 Roseomonas ce 
raceae; 
ref|NR_029061.1 
5 Roseomonas gi 
raceae; 
ref|NR_029051.1 
0 Pseudomonas s 
aceae; 
ref|NR_029050.1 


omonadales; 


ref|NR_029044.1 
3 Burkholderia 
ceae; 
ref |NR_029042.1 
0 Pseudomonas 1 
aceae; 
ref|NR_029041.1 
7 Weissella kor 
ref |NR_029038.1 
Ss. 


ref |NR_029035.1 


ref|NR_029034.1 


ref|NR_029032.1 


© ponticus Bacteria; 


ref|NR_029031.1 
1 488866 Marin 
Marinomonas. 
ref |NR_029029.1 
3 Halomonas org 


ref |NR_029028.1 
5 Marinobacter 


ref|NR_029024.1 


458401 459808 
Pseudomonadaceae; 


occus yeei Bacteria; 


481171 482647 
Rhodocyclales; 


482698 484170 
Synergistaceae; 


Halomonas. 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 
Shewanella. 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


ae; Fulvimarina. 
ref |NR_029063.1] Pseudomonas 
444544 446074 Pseudomonas 


Pseudomonadaceae; 


Roseomonas cervicalis 
rvicalis Bacteria; 


Roseomonas. 


Roseomonas gilardii 
lardii Bacteria; 


Roseomonas. 


Pseudomonas salomonii 
alomonii Bacteria; 


Pseudomonas. 


Pseudomonas 
Pseudomonas 


Burkholderia terricola 
terricola Bacteria; 


Burkholderia. 


Pseudomonas lini 
ini Bacteria; 


Pseudomonas. 


Weissella koreensis 
eensis Bacteria; 


Paracoccus yeei strain 
Proteobacteria; 


Quatrionicoccus 
Quatrionicoccus 


Rhodocyclaceae; 


Dethiosulfovibrio 
Dethiosulfovibrio 
Dethiosulfovibrio. 
Vibrio ponticus strain 
Proteobacteria; 


Marinomonas 


omonas ushuaiensis 


Halomonas organivorans 
anivorans Bacteria; 


Marinobacter sediminum 
sediminum Bacteria; 


Marinobacter. 


Hydrogenophaga 


genophaga defluvii 


riales; Comamonadaceae; Hydrogenophaga. 
265678718 |ref|NR_029023.1| Hydrogenophaga atypica 
6 Hydrogenophaga atypica Bacteria; 

mamonadaceae; Hydrogenophaga. 

265678716 |ref|NR_029021.1]| Loktanella 

sequence 502862 504310 Loktanella 

eria; Rhodobacterales; Rhodobacteraceae; 

265678709|ref|NR_029014.1| Lactobacillus rossiae 
513446 514813 Lactobacillus rossiae Bacteria; 

illus. 

265678708|ref|NR_029013.1| Reinekea 


gi 


marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 


514864 516365 Reinekea 


505442 Bacteria_16S 
luminescens subsp 


517795 517816 1 


22 gi 


thracensis strain 39-8 16S ribosomal 


265678707 
RNA, 


comp 


ref 
lete 


NR_029012.1 
sequence 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 
505442 Bacteria_16S 
luminescens subsp. 
luminescens subsp 


Enterobacteriaceae; 


Enterobacteriaceae; 


519360 519381 1 


Photorhabdus. 


22 gi 


kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 
Photorhabdus. 


505442 Bacteria_16S 


micromati strain 
Bacteria; 


degerlachei strai 


degerlachei Bacte 
505442 Bacteria_16S 
ciconiae strain B 
Bacteria; Actinob 


Corynebacterium. 


505442 Bacteria_16S 
aerosaccus strain 
Proteob 
505442 Bacteria_16S 


Bacteria; 


strain Wt/la 16S 


Deinococcus-Thermus; 
505442 Bacteria_16S 
strain Kl1ll1 16S ri 


Proteobacteria; 


variabile strain 
Bacteria; Firmicu 


505442 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 


Pseudoalteromonas. 
505442 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; 


strain P 527/13 1 
Proteobacteria; 


strain P 538/23 1 
Proteobacteria; 


strain 173-96 16S 
ludipueritiae str 


ludipueritiae Bac 
Roseomonas. 


505442 Bacteria_16S 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


505442 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


505442 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


505442 Bacteria_16S 


strain S-606 16S 


Proteobacteria; G 


505442 Bacteria_16S 


valerianellae str 
valerianellae Bac 


505442 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


505442 Bacteria_16S 


Bactero 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


520987 521008 103 124 gi 
R-9192 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
522514 522535 103 124 gi 
n R-9106 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
525456 525501 1 46 gi 
$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


528549 528570 1 22 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
530078 530099 1 22 gi 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 
534608 534629 1 22 
bosomal RNA, partial sequence 


Deinoco 
gi 


540708 540729 1 22 gi 
BI 114 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
548315 548336 1 22 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


556019 556040 1 22 


gi 
ammaproteobacteria; Pseudomonadales; P 
557561 557582 1 22 gi 


ammaproteobacteria; Pseudomonadales; P 
559105 559126 1 22 gi 


ammaproteobacteria; Pseudomonadales; P 
560618 560639 1 22 gi 
ribosomal RNA, partial sequence 


562153 562174 1 22 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


563727 563748 1 22 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
571386 571407 103 124 

ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
572762 572783 1 22 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


gi 


575766 575787 1 22 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
577235 577256 1 22 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
578749 578770 1 22 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


528726 53019 


533233 53475 
Betaproteobacteria; Burkholderiales; Co 
505442 Bacteria_16S 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


559287 56077 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
505442 Bacteria_16S 


569932 57142 


574450 57581 


265678706 


265678705 
ence 51954 
s; Flavoba 
265678704 
quence 

vobacteria 
265678702 
e 52414 
ales; Cory 


265678700 
52719 

nadales; 

265678699 


ccaceae; D 
265678696 


mamonadace 
265678692 
ence 53938 
coccaceae; 
265678687 
ial sequen 
cteria; Al 


265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678679 


Acetobacte 
265678678 
sequence 

eria; Rhod 


265678677 
sequence 
ia; Acidit 


265678672 


ingobacter 
265678671 
sequence 
teria; Rho 


265678669 


oraxellace 
265678668 
al sequenc 
ria; Burkh 
265678667 
ence 57740 
irillales; 


584715 584736 1 22 gi 


Morax 


e 
Cc 


6 525550 Coryn 
nebacterineae; 


ref|NR_029005.1 
2 528675 Enhydr 
ellaceae; En 
ref |NR_029004.1 
eino 
ref 


coccus. 
NR_029001.1 


ae; Ottowia. 
ref|NR_028997.1 
4 540811 Subdol 
Sub 
ref|NR_028992.1 
ce 546976 548458 
teromonadales; P 
ref|NR_028987.1 
acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


acea 
ref 


e; Pseudomon 
NR_028984.1 


raceae; Roseomon 
ref |NR_028983.1 

560822 562307 
ospirillales; Ac 


ref |NR_028982.1 

562358 563851 
hiobacillales; 
ref|NR_028977.1 
iaceae; Pedobact 
ref |NR_028976.1 

571472 572837 
dobacterales; Rh 


ref |NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus. 


265678663 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 


doligranulum. 


ref|NR_029011.1] Photorhabdus 
sequence 517982 519496 Photorhabdus 
cteria; Enterobacteriales; 
ref|NR_029010.1| Flavobacterium 
7 521026 Flavobacterium micromati 
cteriaceae; Flavobacterium. 
ref|NR_029009.1| Flavobacterium 

521077 522551 Flavobacterium 
les; Flavobacteriaceae; Flavobacterium. 
ref|NR_029007.1| Corynebacterium 


bacterium ciconiae 
orynebacteriaceae; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Subdoligranulum 
igranulum variabile 


Pseudoalteromonas 
Pseudoalteromonas 


seudoalteromonadaceae; 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 

Roseomonas 
Roseomonas 
etobacteraceae; 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 

Jannaschia 
Jannaschia 
odobacteraceae; 


Psychrobacter pulmonis 
pulmonis Bacteria; 

r. 

Acidovorax 

Acidovorax 

monadaceae; Acidovorax. 
Thalassolituus 
solituus oleivorans 


ref|NR_028968.1 
583422 584837 


Paracoccus 
Paracoccus 


seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


505442 Bacteria_16S 


strain Iso-46 16S 
Proteobacteria; G 


505442 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


505442 Bacteria_16S 


thermohalophila s 
thermohalophila B 


505442 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


505442 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


505442 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


505442 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 
Saccharospirillum 


505442 Bacteria_16S 


nivimaris strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


505442 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


505442 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


505442 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


505442 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


505442 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


505442 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


505442 Bacteria_16S 


strain SCII24 16S 
Proteobacteria; A 


505442 Bacteria_16S 


grignonense strai 
grignonense Bacte 


505442 Bacteria_16S 


strain NA 1 16S r 


587741 587762 1 22 
ribosomal RNA, partial sequence 


gi 


589258 589279 1 22 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
592308 592329 103 124 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
593735 593756 1 22 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
595289 595310 1 22 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
598219 598240 1 22 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
602805 602826 103 124 gi 
2SM29 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
605761 605782 1 22 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


613512 613533 1 22 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
616595 616616 1 22 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
628725 628746 1 22 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
639343 639364 1 22 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
640906 640927 1 22 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
645572 645593 1 22 gi 
al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
650163 650184 1 22 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
655994 656015 1 22 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


660504 660525 1 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
663498 663519 1 22 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


22 gi 
Mo 
gi 


668117 668138 1 22 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
678834 678855 1 22 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
680278 680299 1 22 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
681799 681820 1 22 gi 
ibosomal RNA, partial sequence 


265678661 


586359 58785 
ammaproteobacteria; Pseudomonadales; M 


oraxellace 
265678660 


587905 58931 


rkholderia 
265678658 
sequence 
acteroidal 
265678657 
ce 59240 


Sphingomonadales; 


265678656 
1 sequence 
ales; Rumi 
265678654 


596871 59824 


matiaceae; 
265678651 
ence 60134 
s; Flavoba 
265678648 
ence 60442 
irillales; 


265678643 
ence 61213 
nadales; M 
265678641 


615203 61674 


onaceae; V 
265678633 


627341 62884 


Enterobac 
265678625 
ence 63798 
nadales; X 
265678624 


639529 64105 


seudomonad 
265678621 


644174 645732 Vibri 


265678618 
e 64884 
les; Beije 
265678613 
uence 
eria; Pseu 


265678609 


659171 660617 Morax 


raxella. 
265678607 


662137 66364 


Enterobac 


265678604 
nce 66678 
rillales; 

265678597 


677507 67890 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678595 


ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref|NR_028963.1 

590846 592357 
es; Marinilabiac 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028961.1 

593943 595404 
nococcaceae; Fae 
ref |NR_028959.1 


Thiobaca. 
ref|NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


ref|NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref|NR_028946.1 


ibri 
ref 


oO. 
NR_028938.1 


teriaceae; Morga 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028929.1 


acea 
ref 
o le 


e; Pseudomon 
NR_028926.1 
ntus Bacteri 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028918.1 

654656 656081 
domonadales; Mor 


ref 
ella 


NR_028914.1 
canis Bacte 


ref|NR_028912.1 
7 Enterobacter 


teriaceae; Enter 


ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref |NR_028902.1 


chrobactrum. 

ref|NR_028901.1 
678955 680426 

iales; Brucellac 


Psychrobacter faecalis 
faecalis Bacteria; 
r. 

Burkholderia tropica 


tropica Bacteria; 


ia. 
Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Novosphingobium 

hingobium hassiacum 

e; Novosphingobium. 
Faecalibacterium 
Faecalibacterium 

calibacterium. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Gelidibacter 

bacter mesophilus 

dibacter. 
Saccharospirillum 

rospirillum impatiens 

aceae; 


Psychrobacter 
obacter nivimaris 
ychrobacter. 

Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Vibrio lentus strain 
a; Proteobacteria; 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Psychrobacter 
Psychrobacter 
axellaceae; 


Moraxella canis strain 
ria; Proteobacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 
Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Ochrobactrum tritici 


, 


4 Ochrobactrum tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Neisseria animalis 


ref|NR_028900.1 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


680477 681831 Neisseria animalis Bacteria; 


505442 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


505442 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


505442 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


505442 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


505442 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


505442 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


505442 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


505442 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


505442 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


505442 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


505442 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


683204 683225 1 22 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
690831 690852 1 22 gi 


265678594 
68188 
eriaceae; 
265678589 


16S ribosomal RNA, partial sequence 689459 69096 


ammaproteobacteria; Enterobacteriales; 
692383 692404 1 22 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


707143 707164 1 22 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
710070 710091 1 22 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
711628 711649 1 22 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
716245 716266 1 22 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
717822 717843 1 22 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
720943 720964 1 22 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 


Phyll 
gi 


722466 722487 1 22 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
724052 724073 1 22 gi 
laumondii strain TTO1 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 


725635 725656 1 22 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


505442 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


505442 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


505442 Bacteria_16S 


paurometabolica s 


734672 734693 1 22 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
739325 739346 1 22 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
740889 740934 1 46 gi 
train YIM 90007 16S ribosomal RNA, par 


Enterobac 
265678588 
sequence 

ia; Entero 


265678578 


705889 70720 


Dorea. 
265678576 
70866 
onaceae; A 
265678575 
71023 
oritellace 
265678571 


714920 71638 


obacteriac 
265678570 


716437 71796 


Enterobac 
265678568 
1 sequence 
eria; Caul 


265678567 


721087 72261 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


265678559 
ce T3351, 
ales; Chro 
265678555 
ence 73794 
riales; Ox 
265678554 
tial seque 


ref|NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref|NR_028894.1 


teriaceae; Citro 
ref |NR_028893.1 

691014 692520 
bacteriales; Ent 


ref|NR_028883.1 


ref |NR_028881.1 
8 710188 Aliivi 
liivibrio. 
ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 
ref |NR_028876.1 


eae; Aminobacte 
ref |NR_028875.1 
8 Enterobacter 
teriaceae; Enter 
ref |NR_028872.1 

719632 721036 
obacterales; Cau 


ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref |NR_028870.1 
al sequence 


ref 
ial 


NR_028869.1 
sequence 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028858.1 
nce 739522 


Neisseria lactamica 
ria lactamica Bacteria; 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 

erobacteriaceae; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
rs 


Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Asticcacaulis 
Asticcacaulis 

lobacteraceae; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 

Saccharomonospora 

740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 


505442 Bacteria_16S 


strain MDA5527 16 
Proteobacteria; A 


505442 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; G 


505442 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; G 


505442 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


505442 Bacteria_16S 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


505442 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; G 


505442 Bacteria_16S 


strain B2 16S rib 
Proteobacteria; G 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Acinetobacter tandoii 
tandoii Bacteria; 
ae 
Acinetobacter gerneri 
gerneri Bacteria; 
r. 
Acinetobacter bouvetii 
bouvetii Bacteria; 
Ey 
Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 
r. 


Acinetobacter baylyi 


; Pseudonocardiaceae; Saccharomonospora. 
742376 742397 1 22 gi| 265678553 |ref|NR_028857.1 
S ribosomal RNA, partial sequence 741046 74252 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
746748 746769 1 22 gi| 265678549 |ref|NR_028853.1 
ibosomal RNA, partial sequence 745469 746793 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
748123 748144 1 22 gi| 265678548 |ref|NR_028852.1 
ibosomal RNA, partial sequence 746844 748168 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
749498 749519 1 22 gi| 265678547 |ref|NR_028851.1 
ibosomal RNA, partial sequence 748219 749543 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
750873 750894 1 22 gi|265678546|ref|NR_028850.1 
in 7N16 16S ribosomal RNA, partial sequence 749594 750918 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
752248 752269 1 22 gi| 265678545 |ref|NR_028849.1 
ribosomal RNA, partial sequence 750969 752293 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
753623 753644 1 22 gi|265678544|ref|NR_028848.1 
osomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 


Yr. 


219857492 
23523 
219857491 
23538 
gi|219857490 
sequence 
gi|219857489 
23569 
219857488 


gi 


gi 


gi 


partial sequence 


219857487 
23600 
19857486 
23629 
219857485 
23630 
219857483 
23646 
219857482 
23661 
219857481 
23676 
219857480 
23691 
219857479 
23706 
219857478 
23721 
219857477 
23736 
219857476 
23766 
219857475 
23766 
219857474 
23781 
219857473 
23811 
219857472 
23827 
219857471 
23827 
219857470 
23842 
gi|219857469 
sequence 
gi|219857468 
sequence 

i | 219857467 
23902 
219857466 
23903 
219857465 
23918 
219857464 
23934 
219857463 
23949 
219857462 
23963 
219857461 
23978 
gi|219857460 
sequence 
gi]219857459 
24009 
219857458 
24024 
219857457 
24039 
gi|219857456 
sequence 


gi 


gi|2 


gi 


gi 


ref|NR_025080.1 
16 2353757 
ref|NR_025079.1 
08 2355330 
ref|NR_025078.1 
2355381 235691 
ref|NR_025077.1 
68 2358432 
ref|NR_025076.1 
235848 
ref|NR_025075.1 
02 2361474 
ref|NR_025074.1 
91 
ref|NR_025073.1 
42 2364576 
ref|NR_025071.1 
27 2366086 
ref|NR_025070.1 
37 2367596 
ref|NR_025069.1 
47 2369075 
ref|NR_025068.1 
26 2370587 
ref|NR_025067.1 
38 2372093 
ref|NR_025066.1 
44 2373602 
ref|NR_025065.1 
53 2375108 
ref |NR_025064.1 
25 
ref|NR_025063.1 
76 2378132 
ref |NR_025062.1 
83 2379640 
ref|NR_025061.1 
46 
ref 
01 
ref|NR_025059.1 
52 2384208 
ref|NR_025058.1 
59 2385730 
ref|NR_025057.1 
2385781 238725 
ref|NR_025056.1 
2387307 238880 
ref|NR_025055.1 
92 
ref|NR_025054.1 
43 2391835 
ref|NR_025053.1 
86 2393368 
ref|NR_025052.1 
19 2394884 
ref|NR_025051.1 
35 2396335 
ref|NR_025050.1 
86 2397818 
ref |NR_025049.1 
69 2399376 
ref|NR_025048.1 
2399427 240087 
ref |NR_025047.1 
24 2402372 
ref|NR_025046.1 
23 2403914 
ref|NR_025045.1 
65 2405486 


NR_025060.1 


ref |NR_025044.1 
2405537 240701 


Comamonas denitrificans strain 123 16S ribosomal RNA, partial sequence 


Desulfomonile limimaris strain DCB-M 16S ribosomal RNA, partial sequence 


Desulfovibrio dechloracetivorans strain SF3 16S ribosomal RNA, partial 


Propioniferax innocua strain ATCC 49929 16S ribosomal RNA, partial sequence 


Propionibacterium australiense strain LCDC-98A072 16S ribosomal RNA, 


2359951 
Subtercola 


Subtercola 


frigoramans strain K265 16S ribosomal RNA, partial sequence 


boreus strain K300 16S ribosomal RNA, partial sequence 2361525 


Haemophilus felis strain ATCC49733 16S ribosomal RNA, partial sequence 


Mycoplasma 
Mycoplasma 
Mycoplasma 
Mycoplasma 
Mycoplasma 
Mycoplasma 
Mycoplasma 
Mycoplasma 
Mycoplasma 
Mycoplasma 


Mycoplasma 


elephantis strain E42 16S ribosomal RNA, partial sequence 
equigenitalium strain T37 16S ribosomal RNA, partial sequence 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 
primatum strain HRC292 16S ribosomal RNA, partial sequence 
opalescens strain MH5408 16S ribosomal RNA, partial sequence 
maculosum strain PG15 16S ribosomal RNA, partial sequence 
lipofaciens strain R171 16S ribosomal RNA, partial sequence 
iners strain PG30 16S ribosomal RNA, partial sequence 2375159 
columbinum strain MMP-1 16S ribosomal RNA, partial sequence 
columbinasale strain 694 16S ribosomal RNA, partial sequence 


caviae strain G122 16S ribosomal RNA, partial sequence 2379691 


Bacillus jeotgali strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 


Nocardia abscessus strain IMMIB D-1592 16S ribosomal RNA, partial sequence 


Burkholderia fungorum strain LMG 16225 16S ribosomal RNA, partial sequence 


Burkholderia caledonica strain LMG 19076 16S ribosomal RNA, partial 


6 


Thermoanaerobacter yonseiensis strain KBl 16S ribosomal RNA, partial 


7 
Mycoplasma 


microti strain IL371 16S ribosomal RNA, partial sequence 2388858 


Halomonas alimentaria strain YKJ-16 16S ribosomal RNA, partial sequence 


Zobellia galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 


Porphyromonas gulae strain Loup-1 16S ribosomal RNA, partial sequence 


Bartonella 


birtlesii strain IBS 325 16S ribosomal RNA, partial sequence 


Anaerobranca gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 


Sporosarcina aquimarina strain SW28 16S ribosomal RNA, partial sequence 


Hyphomicrobium chloromethanicum strain CM2 16S ribosomal RNA, partial 


3 


Nocardiopsis kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 


Veillonella criceti strain ATCC 17747 16S ribosomal RNA, partial sequence 


Lactobacillus kimchii strain MT-1077 16S ribosomal RNA, partial sequence 


Caloramator viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial 


6 


505442 Bacteria_16S 
respiraculi strai 
respiraculi Bacte 
505442 Bacteria_16S 
strain Al 16S rib 
Proteobacteria; B 
505442 Bacteria_16S 
strain SW-45 16S 
Proteobacteria; G 
505442 Bacteria_16S 
VR1 16S ribosomal 
Gammaproteobacter 
505442 Bacteria_16S 
strain Uedal07 16 
Proteobacteria; G 
505442 Bacteria_16S 
postgatei strain 
Bacteria; Proteob 
505442 Bacteria_16S 
cellulosilytica s 
cellulosilytica B 
Promicromonosporaceae; Xylanimonas. 
505442 Bacteria_16S 
mediterranea stra 
mediterranea Bact 
Pseudomonas. 
505442 Bacteria_16S 
strain M39 16S ri 
Proteobacteria; G 
505442 Bacteria_16S 
strain Pull 5.3 1 
Proteobacteria; G 
505442 Bacteria_16S 
strain CCBAU 7190 


758172 758193 1 


759678 759699 1 
osomal RNA, partial se 


764203 764224 1 
ribosomal RNA, partial 


770329 770350 1 
RNA, partial sequence 


771858 771879 1 
S ribosomal RNA, parti 


779673 779694 1 


785795 785816 1 
eria; Proteobacteria; 


788823 788844 1 
bosomal RNA, partial s 


791923 791944 1 
6S ribosomal RNA, 


794900 794921 1 
B 16S ribosomal RNA, p 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


505442 Bacteria_16S 
strain PG14 16S ribosomal RNA, partial 

Tenericutes; Mollicutes; Mycoplasmatace 
505442 Bacteria_16S 810325 810346 1 
phenolica strain O-BC30 

Bacteria; Proteobacteria 
Pseudoalteromonas 
505442 Bacteria_16S 813419 813440 1 
jannaschii strain ALM2 1 
Bacteria; Proteobacteria; 
505442 Bacteria_16S 814938 814959 1 
cyclicum strain ALM1 16S 
Bacteria; Proteobacteria 
505442 Bacteria_16S 
strain 12993 16S 
Proteobacteria; G 
505442 Bacteria_16S 
strain 256 16S ri 
Proteobacteria; G 
505442 Bacteria_16S 822420 822441 1 
strain IMT37 16S ribosomal RNA, partial 


804217 804238 1 


v 


La 
819404 819425 1 
ribosomal RNA, partial 


820909 820930 1 


505442 Bacteria_16S 823997 824018 1 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteri 


505442 Bacteria_16S 825542 825563 1 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bo 


505442 Bacteria_16S 827044 827065 1 


34614 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bo 


505442 Bacteria_16S 842326 842347 1 


alkaliphilum strain 24 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 


505442 Bacteria_16S 843801 843822 1 
strain AMX51 16S ribosomal RNA, partial 


782826 782847 103 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 


etaproteobacteria; Neisseriales; Neiss 


ia; Vibrionales; Vibrionaceae; Vibrio. 


ammaproteobacteria; Pseudomonadales; P 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


in CFBP 5447 16S ribosomal RNA, partia 


ammaproteobacteria; Thiotrichales; Pis 


ammaproteobacteria; Alteromonadales; P 


22 gi 
artial sequence 


22 gi 
sequence 80 
ae; Mycoplasma. 

22 gi 


16S ribosomal RNA, partial sequ 
Gammaproteobacteria; Alteromo 


22 gi 


6S ribosomal RNA, partial seque 
Gammaproteobacteria; Chromati 


22 gi 


ribosomal RNA, partial sequenc 
Gammaproteobacteria; Thiotric 


22 
sequence 


gi 
22 gi 


22 
sequence 


gi 
22 gi 
22 gi 
22 gi 
22 gi 


22 
sequence 


gi 


818049 81950 


ammaproteobacteria; Enterobacteriales; 


819558 82101 


821061 82256 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


824212 825662 Bosea 


825713 827158 Bosea 


ammaproteobacteria; Alteromonadales; Alteromonad 


sychromona 
265678516 

79361 
biaceae; R 
265678510 
2889 80433 


265678506 
ence 80896 
nadales; P 


265678504 
nce 81203 
ales; Ecto 
265678503 
e 81355 
hales; Pis 
265678500 


Enterobac 
265678499 


Enterobac 
265678498 


seudomonad 
265678497 
sequence 
a; Burkhol 
265678496 


sea. 
265678495 


sea. 

265678485 
nce 84098 
irillales; 


daceae; Psychro 
ref |NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028813.1 


ref|NR_028809.1 
8 810417 Pseudo 
seudoalteromonad 


ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref |NR_028803.1 


teri 
ref 


aceae; Kluyv 
NR_028802.1 


teri 
ref 


aceae; Kluyv 
NR_028801.1 


aceae; Pseudomon 
ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref |NR_028799.1 
vestrisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


, 


ref|NR_028788.1 
1 842417 Marino 
Marinospirillu 


265678484 


mM. 


22 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
quence 756798 758254 Cupriavidus 
a; Burkholderiales; Burkholderiaceae; Cupriavidus. 
22 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
quence 758305 759815 Alysiella filiformis Bacteria; 
eriaceae; Alysiella. 
22 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
sequence 762839 764334 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 
22 gi| 265678533 |ref|NR_028837.1| Vibrio ruber strain 
768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
22 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 
al sequence 770475 771983 Cellvibrio japonicus Bacteria; 
seudomonadaceae; Cellvibrio. 
22 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
ce 778272 779794 Desulfobacter postgatei 
acterales; Desulfobacteraceae; Desulfobacter. 
124 gi|265678524|ref|NR_028828.1| Xylanimonas 
sequence 781358 782875 Xylanimonas 
dae; Actinomycetales; Micrococcineae; 
22 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
1 sequence 784432 785869 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
22 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 
equence 787469 788962 Methylophaga alcalica Bacteria; 
cirickettsiaceae; Methylophaga. 
22 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
complete sequence 790537 792043 Psychromonas arctica Bacteria; 


monas . 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Kluyvera cryocrescens 


’ 


7 Kluyvera cryocrescens Bacteria; 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 

Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Marinospirillum 
spirillum alkaliphilum 


ref|NR_028787.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


Bosea minatitlanensis 


842468 843949 Bosea minatitlanensis Bacteria; 


505442 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samso 
505442 Bacteria_16S 848428 848449 1 22 gi| 265678481 |ref|NR_028784.1 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paraco 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
505442 Bacteria_16S 861981 862026 1 46 gi|265678471|ref|NR_028774.1 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
505442 Bacteria_16S 868115 868136 1 22 gi| 265678467 |ref|NR_028770.1 


strain CFBP 4188 
Proteobacteria; 


strain LMG 18819 
Proteobacteria; 


strain LMG 18106 
Proteobacteria; 


strain LMG 16407 
Proteobacteria; 


sibiricum strain 


Bacteria; 


denitrificans Bac 
Thioalkalivibrio. 


505442 Bacteria_16S 


strain Greoux 11 


Bacteria; Proteobacteria; Gammaproteobacteria; Legionel 
505442 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


505442 Bacteria_16S 


strain DSS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
505442 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


505442 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 


Pseudoalteromonas. 
505442 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


505442 Bacteria_16S 


strain 2 16S ribo 
Proteobacteria; B 


505442 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


505442 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


505442 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


505442 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


505442 Bacteria_16S 


strain 146 16S ri 


G 
505442 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter. 
505442 Bacteria_16S 


B 
505442 Bacteria_16S 


B 
505442 Bacteria_16S 


B 
505442 Bacteria_16S 


Proteob 
505442 Bacteria_16S 
denitrificans strain ALJD 16S ribosomal RNA, partial se 


845388 845409 1 22 


gi 


ammaproteobacteria; Xanthomonadales; X 
872626 872647 1 22 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


a 


r 


893604 893625 1 22 


gi 


etaproteobacteria; Burkholderiales; Bu 
895139 895160 1 22 gi 


r 


etaproteobacteria; Burkholderiales; Bu 
896674 896695 1 22 gi 


xr 


etaproteobacteria; Burkholderiales; Bu 
901392 901413 1 22 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
902928 902949 1 22 gi 


r 


e 
h 


q 
teria; Proteobacteria; Gammaproteobacte 
904437 904458 1 22 gi 
D13 16S ribosomal RNA, partial sequence 
1 
909025 909046 1 22 

S ribosomal RNA, partial sequence 
Sphingomonadales; 

929199 929220 1 22 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930682 930703 1 22 gi 


ribosomal RNA, partial sequence 


gi 


E 


it 


935433 935454 1 22 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
938456 938477 1 22 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


e 
b 


’ 


943094 943115 1 22 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
944657 944678 1 22 gi 


m. 


etaproteobacteria; Burkholderiales; Com 
946220 946241 1 22 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
947784 947805 1 22 gi 
rain 2K1 16S ribosomal RNA, partial se 


cteria; Proteobacteria; Betaproteobact 


n 
r 


e 


949346 949367 1 22 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
950911 950932 1 22 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
952470 952491 1 22 gi 
bosomal RNA, partial sequence 


gi 


m. 


265678483 
16S ribosomal RNA, partial sequence 844000 84550 


16S ribosomal RNA, partial sequence 866725 86827 


265678464 


265678449 
16S ribosomal RNA, partial sequence 892248 89373 


265678448 
16S ribosomal RNA, partial sequence 893783 89526 


265678447 
16S ribosomal RNA, partial sequence 895318 89680 


265678444 


265678443 


265678442 


265678439 
907717 90916 


265678426 
nce 


265678425 
929371 93083 
hodobacter 
265678422 


265678420 
uence 


265678417 


265678416 
somal RNA, partial sequence 943283 944795 Hyd 


265678415 


265678414 
quence 


265678413 
947973 949 


265678412 
949535 951 
mamonada 
265678411 
951100 952594 Curvibacter delicatus Bacteria; 


nthomonad 


sequence 
ia; Rhodo 


kholderia 


kholderia 


kholderia 


90001 
ales; Pis 


uence 


ria; Chro 


90307 
ales; Leg 


rythrobac 


92790 
erales; R 


93405 


rionales; 


Alteromo 


941 
amonada 


71 
ce 


ro 


amonadace 


ce 944 
iales; 


84 
Co: 


ria; Burk 


48 


amonadace 


04 
ce 


ref |NR_028786.1 


aceae; Xanthomon 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 


ref|NR_028751.1 


; Pandoraea 
NR_028750.1 


ceae 
ref 


; Pandoraea 
NR_028749.1 


ceae 
ref 


ceae; Pandoraea 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028745.1 

901557 903021 
matiales; Ectoth 


ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028727.1 
aceae; Ruegeria. 
ref|NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028722.1 

937095 938588 
nadales; Pseudoa 


ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydro 
mamonadaceae 


eriales; m. 


ref|NR_028715.1 


Acidovorax. 
NR_028714.1 


ae; 
ref 


ae; Acidovorax. 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Paracoccus 
ccus kondratievae 
Paracoccus. 
Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Gluconacetobacter 
Gluconacetobacter 

tobacteraceae; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


, 


Legionella gresilensis 
ella gresilensis 
ionella. 

Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Roseovarius 

arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


ref |NR_028713.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 


Curvibacter delicatus 


505442 Bacteria_ 


psychrophila stra 
psychrophila Bact 


Simplicispira. 
505442 Bacteria_ 


strain LMG 4393 1 
B 


Proteobacteria; 
505442 Bacteria_ 


strain CIP 104663 
G 


Proteobacteria; 
505442 Bacteria_ 


subsp. vallismort 
subsp. vallismort 


Salinivibrio. 

505442 Bacteria_ 
subsp. 
socranskii subsp. 
505442 Bacteria_ 


strain CDC 2970-5 
Proteob 


Bacteria; 
505442 Bacteria_ 


strain 167 16S ri 
G 


Proteobacteria; 
505442 Bacteria_ 


strain I-75 16S r 
G 


Proteobacteria; 
505442 Bacteria_ 


strain DO 14784 1 
G 


Proteobacteria; 
505442 Bacteria_ 


kuenenii strain J 
Proteob 


Bacteria; 
505442 Bacteria_ 
chilensis strain 
Bacteria; 
505442 Bacteria_ 
strain JB-A2 16S 
Proteobacteria; 

505442 Bacteria_ 


strain S5b2 16S ribosomal RNA, partial sequence 


socranskii 


Proteob 


G 


16S 954021 954042 1 22 


gi 


eria; Proteobacteria; Betaproteobacter 


16S 955581 955602 1 22 


gi 
etaproteobacteria; Burkholderiales; Co: 
16S 961704 961725 1 22 gi 

16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 966331 966352 1 22 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


16S 984585 984606 1 22 gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
16S 987722 987743 1 22 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
16S 989302 989323 1 22 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 990882 990903 1 22 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 992453 992474 1 22 gi 


ammaproteobacteria; Enterobacteriales; 
16S 998664 998685 1 22 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
16S 1000176 1000197 1 22 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
16S 1001696 10017171 22 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
16S 1003221 1003242 1 22 gi 


in CA 1 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 954207 95569 


987916 98944 


989496 99101 


6S ribosomal RNA, partial sequence 991068 99256 


1000320 10017 


1001834 10033 


265678410 
uence 
ia; Burkho 


265678409 


mamonadace 
265678404 

96032 
seudomonad 
265678401 
1 sequence 


265678388 
artial seq 
irochaetal 
265678386 

98633 
cteriales; 
265678385 


Enterobac 
265678384 


Enterobac 
265678383 


Enterobac 
265678379 
ce 99729 
hales; Pis 
265678378 
ce 99880 
hales; Pis 
265678377 


ciricketts 
265678376 


eobacteria; 


ref|NR_028712.1 
952645 954156 
lderiales; Coma 


ref|NR_028711.1 
7 Giesbergeria 
ae; Giesbergeri 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028703.1 

964933 966480 
; Vibrionales; 
ref 
uenc 


NR_028690.1 
e 983192 
es; Spirochaetac 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref|NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


iace 
ref 


ae; Thiomicr 
NR_028678.1 


Vv 


Simplicispira 
Simplicispira 


monadaceae; 


Giesbergeria sinuosa 


sinuosa Bacteria; 
a 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Salinivibrio costicola 

Salinivibrio costicola 
ibrionaceae; 


Treponema socranskii 

984718 Treponema 

eae; Treponema. 
Citrobacter murliniae 

acter murliniae 

eae; Citrobacter. 

Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Thiomicrospira 

crospira kuenenii 

; Thiomicrospira. 
Thiomicrospira 

crospira chilensis 
Thiomicrospira. 

Thiomicrospira frisia 


’ 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

505442 Bacteria_16S 1004692 1004713 1 22 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 
strain ATCC 33433 16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

505442 Bacteria_16S 1006211 1006232 1 22 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

505442 Bacteria_16S 1010704 1010725 1 22 gi|265678371|ref|NR_028673.1| Shewanella algae 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

505442 Bacteria_16S 1012252 1012273 1 22 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

505442 Bacteria_16S 1013748 1013769 1 22 gi|265678369|ref|NR_028671.1| Moraxella caviae 


strain GPll 16S r 
Proteobacteria; G 


505442 Bacteria_16S 
199/55 16S riboso 
Gammaproteobacter 
505442 Bacteria_16S 


ibosomal 


RNA, partial sequence 


M 


1012401 10138 


ammaproteobacteria; 


Pseudomonadales; 


1015244 1015265 1 22 gi 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1016740 1016761 1 22 


Mo 
gi 


1013897 1015342 Morax 


oraxellace 
265678368 


raxella. 
265678367 


ae; Moraxella. 


46 Moraxella caviae Bacteria; 


ref 


ella 


ref 


strain Ne 11 16S ribosomal RNA, partial sequence 1015393 10168 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
505442 Bacteria_16S 1018237 1018258 1 22 gi|265678366|ref 


L-3 16S ribosomal 


Gammaproteobacter 
505442 Bacteria_16S 


strain SH22623 16 


505442 Bacteria_16S 
thermophila strain I78 16S ribosomal RNA, partial sequence 


RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1025952 1025973 1 22 
S ribosomal RNA, partial sequence 


Mo 
gi 


1016889 1018335 Morax 


1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


raxella. 
265678361 


biaceae; R 


1030484 1030505 1 22 


gi 


ella 


ref 


265678358 


ref 


NR_028670.1 
ovis Bacte 


NR_028669.1 
Moraxella. 
NR_028668.1 
bovis Bact 


NR_028663.1 


bium/Agroba 
NR_028660.1 


r 


e 


Cc 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 
hizo 


terium group; Rhizobium. 
Thiomicrospira 


1029105 1030582 Thiomicrospira thermophila 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


505442 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


505442 Bacteria_1 
strain 7-2 16S ri 
B 
505442 Bacteria_1 
strain 7-1 16S ri 
B 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain KMM 1406 1 


Proteobacteria; 


Bacteria; 


Bacteria; 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


strain 21F-2 16S 


1033570 1033591 1 22 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 


265678356 
sequence 
obacillace 


G 
505442 Bacteria_16S 
yabuuchiae strain 
Proteob 
505442 Bacteria_16S 
tardaugens strain 
Proteob 
505442 Bacteria_16S 


6S 1036621 1036642 1 22 gi 
bosomal RNA, partial sequence 


6S 1038161 1038182 1 22 
bosomal RNA, partial sequence 


gi 


1051993 1052014 1 22 gi 
16S ribosomal RNA, partial sequence 


1065623 1065644 1 22 


gi 


Proteobacteria; 
1067077 1067098 1 


eria; 


22 gi 


1068534 1068555 1 22 


gi 
acteria; Alphaproteobacteria; 

1074443 1074464 1 22 gi 
acteria; Alphaproteobacteria; 
1078837 1078858 1 22 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1080349 1080370 1 22 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


505442 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadacea 


strain Y 16S ribo 
Alphaproteobacter 


505442 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


505442 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


505442 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; 


ATCC 35469 16S ri 
Bacteria; Proteob 


505442 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


505442 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


505442 Bacteria_16S 


strain Ter6 16S ribosomal RNA, partial sequence 1145612 11470 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 
505442 Bacteria_16S 1153004 1153025 1 22 gi| 253680755 


strain JT7304 16S 
Proteobacteria; G 


505442 Bacteria_16S 


G 
505442 Bacteria_16S 


1084814 1084835 1 22 


gi 


Sphingomonadales; 
1089487 1089508 1 


ia; 


22 gi 


1094074 1094095 1 22 


gi 


1095515 1095536 1 22 gi 
16S ribosomal RNA, partial sequence 


1096960 1096981 1 22 


gi 


1112159 11121801 
6S ribo 
ammapro 
1119691 11197121 22 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
22 gi 
ibosomal RNA, partial sequence 
cteria; Deltaproteobacteria; My 


22 gi 


gi 


v 


1121254 1121275 1 
1 16S r 
roteoba 


1136309 1136330 1 22 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1145487 1145508 1 22 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


gi 


1146966 1146987 1 22 


gi 


riboso 
ammapro 
1154421 1154442 1 


mal RNA, partial sequence 
teobacteria; Alteromonadales; P 
22 gi 


1035238 10367 
etaproteobacteria; Burkholderiales; Ox 


1036784 10382 
etaproteobacteria; Burkholderiales; Co: 
505442 Bacteria_16S 
insulare strain K 
Proteob 
505442 Bacteria_16S 
primoryensis stra 
primoryensis Bact 
505442 Bacteria_16S 


acteria; Gammaproteobacteria; Oceanosp 


in KMM 3633 16S ribosomal RNA, partial 
Gammaproteobacte 


6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chro 


Al-18 16S ribosomal RNA, partial sequ 
Sphingomonadales; 


ARI-1 16S ribosomal RNA, partial sequ 
Sphingomonadales; 


1079018 10804 


in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
505442 Bacteria_16S 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


acteria; Alphaproteobacteria; Rhodospi 
505442 Bacteria_16S 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


somal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; M 


1118333 11198 


1134932 11363 


1151622 11530 


265678354 


alobactera 
265678353 


mamonadace 
265678343 

10506 
irillales; 
265678334 
sequence 
ria; Ocean 
265678333 


matiaceae; 
265678332 
ence 10672 


265678328 
ence 10731 


265678324 
10775 
Sphingomon 
265678323 


Acetobacte 
265678320 


e; Sphingo 
265678317 
ence 10881 
nadales; P 
265678314 
quence 
eria; Rhod 
265678313 
10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


265678301 


oritellace 
228716249 


cteriales; 
228716127 
11198 


253680766 


onaceae; V 
253680760 
quence 
teria; 


Pse 


253680759 


sychromona 


xococcales; 


ref|NR_028658.1 
1032165 103372 
ae; 


ref|NR_028656.1 


v 


NR_028655.1 


ceae 
ref 


ae; Curvibacter. 
ref|NR_028645.1 
31 1052062 Marino 
Marinospirillu 
ref |NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadace 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadace 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028625.1 
raceae; Acetobac 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028614.1 

1095628 109707 
pirillales; Acet 
ref |NR_028602.1 
Moritella. 
NR_027549.1 


ae; 
ref 


Enterobacteriac 
ref |NR_027547.1 
56 1121404 Anaero 
; Cystobacterine 


ref|NR_028014.1 
ibri 
ref|NR_028008.1 

1144133 114556 
udomonadales; Ps 


Oo. 


ref |NR_028007.1 


ceae; Collimonas 
ref|NR_028003.1 
67 Psychromonas 
daceae; Psychrom 


253680754 


Lactobacillu 


a 


a 


Lactobacillus 
0 Lactobacillus 
Ss. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
Herbaspiri 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Marinospirillum 
spirillum insulare 


mM. 


Marinomonas 
0 Marinomonas 
rinomonas. 
Rheinheimera pacifica 


pacifica Bacteria; 


Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Novosphingobium 

hingobium tardaugens 

e; Novosphingobium. 
Sphingomonas melonis 

omonas melonis Bacteria; 

monas. 

Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Sphingobium amiense 
acteria; Proteobacteria; 


Pseudomonas 
monas psychrophila 
Pseudomonas. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 

0 Acetobacter 
obacteraceae; 


’ 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Psychromonas kaikoae 


kaikoae Bacteria; 


ionas. 


ref|NR_028002.1 


Photobacterium indicum 


strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


505442 Bacteria_16S 
peptidovorans DSM 11002 
peptidovorans DSM 
Dethiosulfovibrio. 
505442 Bacteria_16S 
16069 16S ribosomal 


DSM 
Bacteria; 


DSM 
Bacteria; 


col 


16795 16S ribosomal 
Firmicutes; 
505442 Bacteria_16S 

16S ribosomal 
Proteobacteria; 
505442 Bacteria_16S 


1172716 1172737 1 
11002 Bacteria; 


1175772 1175793 1 


1177277 1177298 1 
Clostridia; 
1180281 1180302 1 


RNA, partial sequence 


1184798 1184819 1 


22 


22 


RNA, partial sequence 
Proteobacteria; 
505442 Bacteria_16S 
RNA, partial sequence 

Clostridiales; 


gi 


Synerg 


gi 
11 


Betaproteobacteria; Nitrosomonadales; N 


2287 


16S ribosomal RNA, partial sequence 
Synergistetes; 


74405 


Gammaproteobacteria; Kangiella. 


colihominis DSM 17241 16S ribosomal RNA, partial sequence 


17241 Bacteria; 
505442 Bacteria_16S 


ATCC 43969 
Bacteria; 


ATCC 29909 
Bacteria; 


ATCC 33641 
Bacteria; 


ATCC 43970 
Bacteria; 


13501 


DSM 


Collinsella. 


505442 Bacteria_16S 


DSM 
Bacteria; 


Halomonas. 


505442 Bacteria_16S 
strain Althfl 16S 
Proteobacteria; 
505442 Bacteria_16S 
strain Eplumel 16S riboso: 
Proteobacteria; 
505442 Bacteria_16S 
strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 12166 


16S ribosomal 
Proteobacteria; 
505442 Bacteria_16S 
16S ribosomal 
Proteobacteria; 
505442 Bacteria_16S 
16S ribosomal 
Proteobacteria; 
505442 Bacteria_16S 
16S ribosomal 
Proteobacteria; 
505442 Bacteria_16S 
16S ribosomal RNA, 
Proteobacteria; 
505442 Bacteria_16S 
tataouinensis TTB 
TTB310 Bacteria; 

505442 Bacteria_16S 
13279 16S rib 
Bacteria; Actinobacteria; 


Firmicutes; Clostridia; 


1186266 1186287 1 


1187777 1187798 1 


1189288 1189309 1 


1190799 1190820 1 


1193831 1193852 1 


Betaproteobacteria; 
1198493 1198514 1 


1206105 1206126 97 


1210588 1210609 1 


1212084 12121051 
Proteobacteria; 


1213561 1213582 1 
ribosomal RNA, partial 


1215054 1215075 1 


1216534 1216555 1 


complete sequence 


Coriobacteridae; 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


osomal RNA, partial sequence 


14365 16S ribosomal RNA, partial sequence 
Proteobacteria; 
505442 Bacteria_16S 
hydrothermalis strain Slthf2 16S 
hydrothermalis Bacteria; 


22 
sequence 


22 


mal RNA, partial sequence 


22 


310 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


ribosomal RNA, partial 


gi 


Deltaproteobacteria; Myxococcales; 


istia; 


228718578 


sequence 
Gammaproteobacteria; 


224581437 


19312 |ref 


ref 


Oceanos 


ref 


Synergistales; 


1210750 121215 


NR_027582.1 


NR_027574.1 


pirillales; 


NR_027219.1 


Dethiosulfovibrio 


1171345 1172849 Dethiosulfovibrio 
Synergistaceae; 


Kangiella koreensis 


1175898 Kangiella koreensis DSM 16069 


22 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
1175949 1177377 Clostridium bartlettii DSM 16795 
Clostridiaceae; Clostridium. 
22 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
itrosomonadaceae; Nitrosomonas. 
22 gi| 228717037 |ref|NR_027558.1| Anaerotruncus 
1183485 1184849 Anaerotruncus colihominis DSM 
Clostridiales; Ruminococcaceae; Anaerotruncus. 

22 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
1184900 1186360 Yersinia mollaretii ATCC 43969 
acteriales; Enterobacteriaceae; Yersinia. 

22 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
1186411 1187871 Yersinia intermedia ATCC 29909 
acteriales; Enterobacteriaceae; Yersinia. 

22 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
1187922 1189382 Yersinia frederiksenii ATCC 33641 
acteriales; Enterobacteriaceae; Yersinia. 

22 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
1189433 1190893 Yersinia bercovieri ATCC 43970 
acteriales; Enterobacteriaceae; Yersinia. 

22 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Burkholderiales; Alcaligenaceae; Bordetella. 
22 gi|228715504|ref|NR_027534.1| Ramlibacter 
1197131 1198567 Ramlibacter tataouinensis 
Comamonadaceae; Ramlibacter. 
118 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
1204671 1206128 Collinsella stercoris DSM 13279 
Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
22 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
1209193 1210699 Haliangium ochraceum DSM 14365 
Nannocystineae; Haliangiaceae; Haliangium. 
22 gi| 224581438 |ref|NR_027220.1| Halomonas 


8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


1212209 1213646 Halomonas axialensis Bacteria; 


Gammaproteobacteria; Oceanospirillales; 


gi 


Halomonadacea 
224581436 


ref 


e; Halomonas 
NR_027218.1 


Halomonas neptunia 


1213697 1215150 Halomonas neptunia Bacteria; 
Gammaproteobacteria; Oceanospirillales; 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


505442 Bacteria_16S 
strain AM1114 16S 
Clostridia; 
505442 Bacteria_16S 

variabilis strain 
Bacteria; Actinob 


Firmicutes; 


Isoptericola. 


505442 Bacteria_16S 
strain R-4079 16S 
Proteobacteria; 
505442 Bacteria_16S 
strain R-4069 16S 
Proteobacteria; 
505442 Bacteria_16S 
schoenbuchensis s 
schoenbuchensis B 
505442 Bacteria_16S 
niigataensis strain DSM7050 16S ribosomal RNA, partial sequence 


1224032 1224053 1 

ribosomal RNA, partial 
Clostridiales; 

1227158 1227179 103 


1228591 1228612 1 
ribosomal RNA, partial 


1230127 1230148 1 
ribosomal RNA, partial 


1233160 1233181 1 


1239253 1239274 1 


22 
sequence 


gi 


MX5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


Gammaproteobacteria; Pseudomonadales; Pseudo: 


Gammaproteobacteria; Pseudomonadales; Pseudo: 


train R1 16S ribosomal RNA, partial sequenc 
acteria; Proteobacteria; Alphaproteobacteri 


Halomonadacea 
224581404 


ref 


Halomonadacea 
219878346 
1222664 12241 


ref 


e; 
NR_027185.1 


e; 
NR_025485.1 


Clostridiaceae; Caminicella. 
124 gi|219878300|ref|NR_025439.1 
1225722 1227193 Isopte 
Micrococcineae; 
22 gi| 219878281 |ref|NR_025420.1 
sequence 1227244 12287 
monadaceae; Cellvibri 
22 gi|219878280|ref|NR_025419.1 
sequence 1228770 12302 
monadaceae; Cellvibri 
22 gi|219878271|ref|NR_025410.1 
e 1231844 123328 
a; Rhizobiales; Barto 
22 gi| 219878163 |ref|NR_025302.1 


Halomonas. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Halomonas. 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Isoptericola 
ricola variabilis 


Promicromonosporaceae H 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 

Bartonella 

9 Bartonella 
nellaceae; Bartonella. 


Aminobacter 


1237929 1239394 Aminobacter 


niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 


505442 Bacteria_16S 
aminovorans strai 
aminovorans Bacte 
505442 Bacteria_16S 
temperatum strain 
temperatum Bacter 
505442 Bacteria_16S 
subsp. paredis st 
socranskii subsp. 
505442 Bacteria_16S 


1240769 1240790 1 


1243757 1243778 1 


1252657 1252678 1 


1254184 1254205 1 


Spirochaetes; 


22 gi 


n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 


22 gi 


SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 


22 gi 


rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; 


22 gi 


Spiro 


subsp. buccale strain ATCC 35534 16S ribosomal RNA, par 
Spiro 


socranskii subsp. 


505442 Bacteria_16S 
strain A431 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
505442 Bacteria_16S 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales 


lecithinolyticum 


505442 Bacteria_16S 


strain UR/MT95 16 


buccale Bacteria; 
1258750 12587711 


Spirochaetes; 


22 gi 


1264727 1264748 1 22 


gi 
Bacteria; Spirochaetes; 
1267804 1267825 1 22 

S ribosomal RNA, partial sequence 


gi 


1270919 1270940 1 22 


gi 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial 


ishimotonii Bacte 
Desulfonema. 


505442 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


ganghwensis strai 
ganghwensis Bacte 


505442 Bacteria_16S 


strain LMG 20598 
Proteobacteria; B 
hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


505442 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 
505442 Bacteria_16S 1305420 1305441 1 22 gi|219846460 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


505442 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


505442 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


505442 Bacteria_16S 


thermacidophilum 


ria; Proteobacteria; 


1276719 1276740 1 22 


gi 


1278210 1278231 1 22 


gi 


Proteobacteria; 
1284155 1284176 1 


ria; 


22 gi 


1293275 1293296 1 22 


gi 


icus Bacteria; Proteobacteria; 


1302309 1302330 1 22 


gi 


ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 

1312912 1312933 1 22 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1325328 1325349 1 22 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 

1331487 1331508 103 124 gi 
subsp. porcinum strain P3-14 16S ribos 


1257400 12588 


1266430 12679 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
505442 Bacteria_16S 


Deltaproteobacter 


LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
505442 Bacteria_16S 
n JC2041 16S ribosomal RNA, partial se 
Gammaproteobacter 


16S ribosomal RNA, partial sequence 1282800 12842 
etaproteobacteria; Burkholderiales; Bu 
505442 Bacteria_16S 
icus strain VT8 16S ribosomal RNA, par 
Gammapr 


1304017 13055 
Thermoanaerobacterale 


219878162 
equence 

ia; Rhizob 
219878114 
quence 

a; Rhizobi 
219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
219856813 


onaceae; 
219846655 
sequence 
; Spirocha 
219846423 


alobactera 
219846400 
sequence 

ia; Desulf 


’ 


219846179 
ce 12753 
irillales; 
219846127 
quence 

ia; Altero 


219846066 


rkholderia 
228716433 
tial seque 
oteobacter 


219846639 


s; Thermoa 
228721465 
sequence 
eria; Xant 


219878140 
sequence 
Thermoana 


219846082 
omal RNA, 


Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 
Treponema socranskii 

9 1252767 Treponema 
Treponema. 

Treponema socranskii 


ref|NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref |NR_024869.1 
nce 125128 
Spirochaetaceae 
ref|NR_024868.1 


’ 


Vv 


nce 125281 
Spirochaetacea 
ref |NR_024632.1 


ibrio. 
ref|NR_026247.1 

1263357 126483 
etaceae; Trepon 
ref|NR_026014.1 
ceae; Massilia. 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025717.1 
1276861 127826 
monadales; Colwe 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


ref |NR_026231.1 


naerobacterales 


ref|NR_026051.1 


naerobacterales 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref 
comp 


NR_025672.1 
lete sequenc 


e 


8 1254294 Treponema 
Treponema. 
Vibrio halioticoli 


v 


27 Vibrio halioticoli Bacteria; 


Treponema 
5 Treponema 


ema. 


Massilia timonae 


23 Massilia timonae Bacteria; 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Thalassomonas 

8 Thalassomonas 

lliaceae; Thalassomonas. 
Burkholderia hospita 


hospita Bacteria; 


ia. 

Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Xanthomonas arboricola 

3 Xanthomonas arboricola 

thomonadaceae; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


505442 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


505442 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


505442 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


505442 Bacteria_16S 


Och 149 16S ribos 


Bifidobacteriaceae; Bifidobacterium. 
1337489 13375101 22 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


’ 


1339011 1339032 1 
ain CH34 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


22 gi 
partial se 
Betaproteo 
1343650 1343671 1 22 gi 
ammaproteobacteria; Alteromonadales; F 
1352796 1352817 1 22 gi 
omal RNA, partial sequence 


somal RNA, partial sequence 1342254 1343799 Ferri 


228721486 
equence 
eobacteria 


228721484 
quence 


bacteria; 


228721107 


errimonada 


ref|NR_027609.1 
1336206 133758 
Rhodobacterale 


, 


ref|NR_027607.1 

1337638 133913 
Burkholderiales; 
ref 
mona 
ceae 


NR_027602.1 
s balearica 
; Ferrimona 


228720499 


ref|NR_027593.1 


Ss. 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 


Roseobacter litoralis 


1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 


505442 Bacteria_16S 


diazotrophicus st 


1354265 1354286 1 22 gi 
rain PAl 5 16S ribosomal RNA, partial 


228720330 
sequence 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteri 


Gluconacetobacter 


505442 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


505442 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


505442 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


505442 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


505442 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


strain MT1-641 16 
Proteobacteria; B 


505442 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


505442 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


505442 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


505442 Bacteria_16S 


HEL-45 16S riboso 


silvestris strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


505442 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


505442 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


505442 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


505442 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


505442 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


505442 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


505442 Bacteria_16S 


strain SMP-10 16S 


1355881 1355902 1 22 


gi 


costicola Bacteria; Proteobacteria; 
1360279 1360300 1 

ain E264 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 
udomallei group. 

1363264 1363285 1 


22 gi 


22 gi 


1364758 1364779 1 22 gi 
16S ribosomal RNA, partial sequence 

irmicutes; Clostridia; Clostridiales; 

1370866 1370887 1 22 gi 


CJ2 16S ribosomal RNA, partial sequence 
1378521 1378542 1 22 gi 
7902 16S ribosomal RNA, partial sequence 


1379976 1379997 1 
mal RNA, partial sequence 


22 gi 


1381425 1381446 1 22 gi 
BL2 16S ribosomal RNA, partial sequence 


1382947 1382968 1 22 
ribosomal RNA, partial sequence 


gi 


1386000 1386021 1 22 


gi 
17 Bacteria; Proteobacteria; 


1387505 1387526 1 22 
ribosomal RNA, partial sequence 


gi 


1389020 1389041 1 22 
ribosomal RNA, partial sequence 


gi 


1391846 1391867 1 22 gi 
503 16S ribosomal RNA, partial sequence 
; Proteobacteria; Alphaproteobacteria; 
1393366 1393387 1 22 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1397903 1397924 1 22 gi 


Sphingomonadales; 
1403906 1403927 1 22 gi 
16S ribosomal RNA, partial sequence 


1405403 1405424 1 22 
ribosomal RNA, partial sequence 


gi 


n 307 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobacteral 
228719063 


Rumin 
228718299 
6S ribosomal RNA, partial sequence 1369567 
acteria; Alphaproteobacteria; Rhodobacteral 
505442 Bacteria_16S 


teobacteria; Betaproteobacteria; Burkholder 
228717562 


acteria; Gammaproteobacteria; Alteromonadal 


acteria; Alphaproteobacteria; Rhizobiales; 
228717104 
1381574 
ammaproteobacteria; Alteromonadales; Idioma 
228716834 
ain 0S217 16S ribosomal RNA, partial sequen 
Gammaproteobac 


1387667 
etaproteobacteria; Burkholderiales; Burkhol 
228716336 


Parv 
228716184 
1392046 


228720264 
strain ATCC 33508 16S ribosomal RNA, partial seq 
Gammaproteob 


228720024 
partial sequence 


Betaproteobacteria; 


228719132 


13619 
es; R 


13634 
ococc 


13709 
es; R 


1373919 1373940 1 22 gi| 228717983 
S ribosomal RNA, partial sequence 1372563 13740 
etaproteobacteria; Burkholderiales; Burkholderia 

1375566 1375587 103 124 gi| 228717906 
1 RNA, partial sequence 1374101 1375614 Kordi 
avobacteriales; Flavobacteriaceae; Kordia. 

1377016 1377037 1 22 gi|228717818 


13756 
iales 


13771 
es; A 


228717469 
1378686 1380064 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodob 
505442 Bacteria_16S 


Ocean 
acter 


228717274 


13801 
Beije 


13830 
rinac 


ce 
teria 


228716754 
1386182 
acteria; Betaproteobacteria; Burkholderiale 
228716720 


13876 
Ss; Bu 


13891 
deria 


13905 
ularc 


13934 


228715764 
RS 2060 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Alteromonadales; 


Bacteria; Proteobacteria; Alphaproteobacteria; 
1400912 1400933 1 22 gi| 228715353 
RNA, partial sequence 1399580 1401060 Sphin 


Sphingomon 
219857444 


14026 
P 


ref|NR_027591.1 
1352934 135441 
Rhodospirilla 


ref|NR_027590.1 
uence 135446 
acteria; Vibrion 


ref |NR_027587.1 
1358923 136041 
Burkholderiales; 


ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027572.1 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


hodobacteraceae; 
ref|NR_027569.1 
50 Burkholderia 
ceae; Burkholder 
ref|NR_027568.1 
a algicida OT-1 


ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 


ref|NR_027563.1 
ibulbus indolife 
aceae; Oceanibul 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027560.1 


Oceanicola. 
Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


Polaromonas 

monas naphthalenivorans 

; Polaromonas. 
Teredinibacter 

nibacter turnerae T7901 

enera incertae sedis; 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Methylocella 
ocella silvestris BL2 
hylocella. 

Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


eae; Idiomarina. 
ref|NR_027556.1 

1384632 138613 
; Alteromonadale 


ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027548.1 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


ref |NR_027539.1 
1396599 139803 
Rhizobiales; Met 


ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref |NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


219857153 
1404010 1405517 Haliangium tepidum Bacteria; 


ref |NR_024781.1 


Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Haliangium tepidum 


Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 


505442 Bacteria_16S 
cibinongensis str 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 
Acetobacter. 

505442 Bacteria_16S 1408342 1408363 1 22 gi|219846657|ref|NR_026249.1 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 140703 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingobium. 

505442 Bacteria_16S 1409889 14099101 22 gi|224581401|ref|NR_024719.1 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 14099 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 1409925 1409968 38 83 gi|224581401|ref|NR_024719.1 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 14099 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505442 Bacteria_16S 1412903 1412924 1 22 gi|224581450|ref|NR_027234.1 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 14130 


Proteobacteria; 


strain LMG 2210 1 
Proteobacteria; 


maritimus strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


505442 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


505442 Bacteria_16S 


strain M1063U/93 
Proteobacteria; 


strain S2 16S rib 
Proteobacteria; B 


505442 Bacteria_16S 


strain M2000/95/1 


G 
505442 Bacteria_16S 
strain S-3 16S ri 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


1406879 1406900 1 22 gi 
ain 4H-1 16S ribosomal RNA, partial se 


Sphingomonadales; S 


1415911 1415932 1 22 gi 


ammaproteobacteria; Pseudomonadales; P 
1423590 14236111 22 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1425113 14251341 22 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1429807 1429828 1 22 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


s 


e 
n 


co} 


s 
r 


1431338 1431359 1 22 


gi 


etaproteobacteria; Rhodocyclales; Rhod 
1443696 14437171 22 gi 
16S ribosomal RNA, partial sequence 


fo} 


219857143 
quence 


ammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Alg 
1414404 1414425 1 22 gi|224581449|ref|NR_027233.1 
bosomal RNA, partial sequence 1413085 14145 


224581448 
6S ribosomal RNA, partial sequence 14145521 


224581443 
224581442 
14237411 


224581439 


224581435 


16S ribosomal RNA, partial sequence 1429972 14314 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobac 

1439056 1439077 1 22 gi|224581429|ref|NR_027211.1 
osomal RNA, partial sequence 1437684 14391 


224581426 


ref|NR_024771.1 
1405568 140698 


adac 
ref 


phingomon eae; Sphingo 
NR_027230.1 
4160 
eudomonadaceae; Pseudomon 
ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 


ref |NR_027224.1 


4222 
Ss; M 


nce 1 
adale 


4252 
ceae 


; Thauera. 
ref|NR_027221.1 

1428427 142992 
omonadales; Xant 


cycla 


equen 
ia; X 


ce 
anth 


ref|NR_027217.1 


; Thauera. 
ref|NR_027207.1 
29 1443825 Actino 


cyclaceae 


14423 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Sphingobium 
2 1408473 Sphingobium 


Sphingomonadaceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Psychrobacter 
obacter maritimus 
ychrobacter. 
Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Actinobacillus scotiae 
bacillus scotiae 


Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

505442 Bacteria_16S 1445187 1445208 1 22 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 

505442 Bacteria_16S 1446750 1446771 1 22 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

505442 Bacteria_16S 1448299 1448320 1 22 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

505442 Bacteria_16S 1455798 1455819 1 22 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
505442 Bacteria_16S 1460130 1460151 1 22 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

505442 Bacteria_16S 1463236 1463257 1 22 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

505442 Bacteria_16S 1466293 1466314 1 22 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

505442 Bacteria_16S 1467789 1467810 1 22 gi|224581408|ref|NR_027189.1| Treponema putidum 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 1467891 Treponema putidum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

505442 Bacteria_16S 1469303 1469324 1 22 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

505442 Bacteria_16S 1470846 1470867 1 22 gi|224581406|ref|NR_027187.1| Psychrobacter 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 


1469465 147099 


0 Psychrobacter 


pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 


505442 Bacteria_16S 
AMMD 16S ribosoma 
B 


Proteobacteria; 
complex. 


505442 Bacteria_16S 
denitrificans str 


denitrificans K60 
Alicycliphilus. 


505442 Bacteria_16S 
strain SW32 16S r 
G 
505442 Bacteria_16S 
strain SO2 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
505442 Bacteria_16S 
9187 strain TA 4r 
Proteob 
505442 Bacteria_16S 


Proteobacteria; 


Bacteria; 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


505442 Bacteria_16S 


strain USDA 9030 


bosomal RNA, partial sequence 


1496585 1496606 1 
16S ribosomal RNA, 


22 gi 
complete sequence 


1498114 1498135 1 22 gi 
ubsp. saccharolyticum strain DSM 6643 

lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 


1504009 1504030 1 22 gi 


acteria; Gammaproteobacteria; Aeromona 


1486230 14876 


16 
ch 


bi 
219846691 


da 
219846665 


219846475 
16S ribosomal RNA, partial sequence 1502684 15041 


1473767 1473788 1 22 gi|224581402|ref|NR_024882.1 
1 RNA, partial sequence 1472412 1473865 Burkholderia ambifari 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
1481513 1481534 1 22 gi|219878371|ref|NR_025510.1 


hizo 
ref 


aceae; R bium/Agrobac 
NR_026283.1 

14952 
les; Aeromon 
ref 
mal 


um 


adaceae; Tol 
NR_026257.1 
RNA, complet 
acteria; Fir 


S riboso 
arolytic B 


ref |NR_026067.1 


67 1496682 Tolumo 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
505442 Bacteria_16S 1513023 15130441 22 gi| 219878127 |ref|NR_025266.1 
strain 8025 16S ribosomal RNA, partial sequence 1511717 15130 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilu 
505442 Bacteria_16S 1520507 1520528 1 22 gi|219857617|ref|NR_025206.1 
strain PC80 16S ribosomal RNA, partial sequence 1519166 15206 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
505442 Bacteria_16S 1523581 1523602 1 22 gi| 219857543 |ref|NR_025131.1 


strain OMZ833 16S 


ribosomal RNA, partial sequence 


1522207 15236 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Alicycliphilus 


ain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
1 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
1484522 1484543 1 22 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
ibosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 
1487544 1487565 1 22 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 
Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Histophilus somni 


77 Histophilus somni Bacteria; 
s. 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

505442 Bacteria_16S 1526659 1526680 1 22 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

505442 Bacteria_16S 1534271 1534292 1 22 gi|219857425|ref|NR_025013.1| Burkholderia 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

505442 Bacteria_16S 1546516 1546537 1 22 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

505442 Bacteria_16S 1548031 1548052 1 22 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

505442 Bacteria_16S 1549530 1549551 1 22 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

505442 Bacteria_16S 1550996 1551017 1 22 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

505442 Bacteria_16S 1552464 1552485 1 22 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

505442 Bacteria_16S 1553957 1553978 1 22 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

505442 Bacteria_16S 1564307 1564352 1 46 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

505442 Bacteria_16S 1571864 1571885 1 22 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
505442 Bacteria_16S 1579475 1579496 1 22 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

505442 Bacteria_16S 1580932 1580953 1 22 gi|219878491|ref|NR_025251.1| Sinorhizobium 


americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 


1579624 158106 


0 Sinorhizobium 


americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Sinorhizobium/Ensifer group; Sinorhizobium. 


505442 Bacteria_ 


lipocyclicus stra 
lipocyclicus Bact 


505442 Bacteria_ 


lipocyclicus stra 
lipocyclicus Bact 


505442 Bacteria_ 


picturae strain L 
picturae Bacteria 


Brevibacterium. 
505442 Bacteria_ 
strain DSM 12798 


505442 Bacteria_ 


decolorationis st 
decolorationis Ba 


Shewanella. 
505442 Bacteria_ 


antarcticus strai 
antarcticus Bacte 


Roseisalinus. 
505442 Bacteria_ 
strain CM243 16S 


Proteobacteria; Alphaprot 


505442 Bacteria_ 


antarcticus strai 
antarcticus Bacte 


Algoriphagus. 
505442 Bacteria_ 
strain LMG 21970 
Bacteroidetes; 


Algoriphagus. 


505442 Bacteria_16S 
winogradskyi stra 
winogradskyi Bact 


Algoriphagus. 


505442 Bacteria_16S 
stercoricanis str 
stercoricanis Bac 
505442 Bacteria_16S 
frigoris strain R-9014 16S ribosomal RNA, partial seque 
Bacteroidetes; 
505442 Bacteria_16S 
strain T4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
505442 Bacteria_16S 


Bacteria; 


litoralis strain 
litoralis Bacteri 


505442 Bacteria_16S 
proteolytica stra 
proteolytica Bact 


Pseudomonas. 


505442 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; 


strain CMS 35 16S 
Proteobacteria; 


strain IBS S6874 
Proteobacteria; 


strain R-13291 16 
Proteobacteria; 


strain R-10289 16 


Sp 
505442 Bacteria_16S 
aquimarinus strai 
aquimarinus Bacte 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


16S 1582442 1582463 1 22 gi 
in CCUG 44693 16S ribosomal RNA, parti 


16S 1582535 1582563 96 125 gi 


16S 1604236 1604257 103 124 


gi 


; Actinobacteria; Actinobacteridae; Ac 


16S 1605772 1605793 103 124 


gi 


16S 1608717 1608738 1 22 


gi 


cteria; Proteobacteria; Gammaproteobac 
16S 1611598 1611619 1 
n EL-88 


ria; Pro 


22 gi 


teobacteria; Alphaproteobacter 


16S 1616109 1616130 1 22 

ribosomal RNA, partial sequence 
eobacteria; Caulobacterales; C 
16S 1617736 1617757 103 124 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


gi 


16S 1619259 1619280 103 124 gi 
hingobacteria; Sphingobacteriales; Cyc 
1620782 1620803 103 124 gi 
n LMG 21971 16S ribosomal RNA, partial 


ria; Bacteroidetes; Sphingobacteria; S 


1622305 1622326 103 124 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1623732 1623753 1 22 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1628340 1628361 103 124 gi 


Flavobacteriale 
22 gi 


Flavobacteria; 
1629739 1629760 1 


1634345 1634366 1 22 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1641888 1641909 1 22 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


1643450 1643471 1 22 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1645011 1645032 1 22 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1646557 1646578 1 22 gi 


gi 


ammaproteobacteria; Aeromonadales; Aer 
1654096 1654117 1 22 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


eria; Proteobacteria; Alphaproteobacte 


in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


MG 22061 16S ribosomal RNA, partial se 


rain S12 16S ribosomal RNA, partial se 


16S ribosomal RNA, partial seq 


219878490 
al 
ria; 

219878490 
al 
ria; 

219878475 
quence 
EL 


219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219878471 
quence 

te 


219878469 
uence 
ia; 


219878466 


1614821 16162 
lobacter 


au 

219878465 
sequence 

ph 


219878464 


16S ribosomal RNA, partial sequence 1617815 16192 
bacteria 


lo 
219878463 

sequence 
ph 


219878462 
1 


Sp 


219878461 
equence 

ria; 
219878458 
nce 
S; 
219878457 


1628419 16298 
nckiacea 


ri 
219878454 
equence 


, 
219878449 
equence 

ria; 


219878448 


1642082 16435 
udomonad 


se 
219878447 


1643643 16451 
udomonad 


se 
219878446 


16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 


219878439 


1652728 16542 
thomonad 


an 


1655643 1655664 1 22 gi 
S ribosomal RNA, partial sequence 


219878438 


sequenc 
Rhodo 


sequenc 


Rhodo 


nomyceta 


occineae 


ria; Alt 


Rhodob 


ingobact 


ingobact 


sequence 
hingobac 


Burkh 


16269 
Flavoba 


Aeromona 


Pseud 


ref |NR_025629.1 
e 1581111 158256 
varius. 

ref |NR_025629.1 
e 1581111 158256 
varius. 

ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


ref|NR_025613.1 
05 Arthrobacter 
Micrococcaceae 
NR_025610.1 
1607365 160881 
eromonadales; Sh 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 
ref|NR_025605.1 
aceae; Woodshole 
ref|NR_025604.1 


1616292 161776 
eriales; Cycloba 


ref|NR_025603.1 
87 Algoriphagus 
ceae; Algoriphag 
ref|NR_025602.1 

1619338 162081 
eriales; Cycloba 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


ref|NR_025600.1 

1622384 162383 
olderiales; Alca 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025588.1 
1640520 164203 
omonadales; Pseu 


ref|NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 


acea 
ref 


e; Pseudomon 
NR_025585.1 


Aeromonas. 
NR_025578.1 


e; 
ref 


aceae; Thermomon 


Rhodovarius 
8 Rhodovarius 


Rhodovarius 
8 Rhodovarius 


Brevibacterium 
4 Brevibacterium 


eae; Brevibacteriaceae; 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


Shewanella 
2 Shewanella 
ewanellaceae; 


Roseisalinus 
3 Roseisalinus 


bacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Algoriphagus 

4 Algoriphagus 

cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


Sutterella 

8 Sutterella 
ligenaceae; Sutterella. 
Flavobacterium 
acterium frigoris 
obacterium. 
Methylocella tundrae 


tundrae Bacteria; 


Oceanisphaera 

9 Oceanisphaera 
aceae; Oceanisphaera. 
Pseudomonas 

1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 


ref|NR_025577.1 


Thermomonas fusca 


1654275 1655771 Thermomonas fusca Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 


219857455 
24070 
219857454 
24085 
219857453 
24101 
gi| 219857452 
sequence 
gi| 219857451 
24132 
219857450 


ref 
ref 
ref 
ref 
ref 


gi ref 
gi|2198574 
sequence 

i| 219857447 
24179 
219857446 
24209 
219857445 


48|/ref 


ref 


ref 
75 
ref 
gi|219857443|ref 
sequence 
gi|219857442 
24240 
219857441 
24255 
219857439 
24270 
gi|219857438 
sequence 

gi| 219857437 
24298 
219857436 
24314 
219857432 
24329 
219857431 
24344 
219857430 
24360 
219857429 


ref 
ref 
ref 
ref 
ref 
gi ref 
ref 
ref 
ref 
ref 
gi|219857428 
sequence 

gi|219857426 
24405 
219857424 


24420 
219857423 


ref 
ref 


219857422 
24451 
gi| 219857421 
sequence 

gi| 219857420 
sequence 

gi| 219857419 
24497 
gi| 219857418 
sequence 
gi|219857417|ref 
partial sequence 
gi|219857415|ref 
sequence 
gi| 219857413 |ref 
partial sequence 
gi|219857411|ref 
24572 
219857410 
24587 
219857409 


ref 


ref 


ref 


ref 


ref 


gi ref 


gi ref 


67 2408526 
77 2410105 
56 2411648 
2411699 241321 
61 2414776 
2414827 2416310 
2416361 24178 


16 2419420 


2421026 2422502 
2422553 24239 

42 2425535 

86 2426998 

49 2428344 
2428395 242981 

69 2431359 

10 2432897 

48 2434422 

73 2435953 

04 2437472 


2437523 2438944 


72 2442029 
80 2443541 
2443592 2445097 
48 2446624 
2446675 244812 

2448175 24496 
32 2451192 


2451243 24527 


2454319 24557 


64 2458706 


57 2460197 


NR_025043.1 
NR_025042.1 
NR_025041.1 
NR_025040.1 
NR_025039.1 
NR_025038.1 
NR_025036.1 


6 
NR_025035.1 


NR_025034.1 
NR_025033.1 
NR_025031.1 
9 
NR_025030.1 
NR_025029.1 
NR_025027.1 
NR_025026.1 
NR_025025.1 
NR_025024.1 
NR_025020.1 
NR_025019.1 


NR_025018.1 


NR_025017.1 


NR_025014.1 
NR_025012.1 


NR_025011.1 


NR_025010.1 
NR_025009.1 


NR_025008.1 
8 
NR_025007.1 


NR_025006.1 
4 
NR_025005.1 

245279 
NR_025003.1 
3 
NR_025001.1 

245578 
NR_024999.1 


NR_024998.1 


NR_024997.1 


2460248 2461689 


Riemerella columbina strain LMG11607 16S ribosomal RNA, partial sequence 
Streptomonospora salina strain YIM90002 16S ribosomal RNA, partial sequence 
Tepidimonas ignava strain SPS-1037 16S ribosomal RNA, partial sequence 


Methylosarcina quisquiliarum strain AML-D4 16S ribosomal RNA, partial 
0 
Methylosarcina fibrata strain AML-C10 16S ribosomal RNA, partial sequence 


Desulfovibrio inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 


Streptococcus didelphis strain W94-11374-1 16S ribosomal RNA, partial 
5 


Leuconostoc gelidum strain DSM5578 16S ribosomal RNA, partial sequence 


Leuconostoc kimchii strain IH25 16S ribosomal RNA, partial sequence 2419471 


Rhodococcus pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


Aequorivita sublithincola strain QSSC9-3 16S ribosomal RNA, partial 


1 
Halothiobacillus kellyi strain BII-1 16S ribosomal RNA, partial sequence 


Viridibacillus neidei strain BD-87 16S ribosomal RNA, partial sequence 
Oceanimonas baumannii strain GB6 16S ribosomal RNA, partial sequence 
Desulfotomaculum sapomandens strain DSM 3223 16S ribosomal RNA, partial 
en ee cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 
Paenibacillus chinjuensis strain WN9 16S ribosomal RNA, partial sequence 
Flavobacterium frigidarium strain A2i 16S ribosomal RNA, partial sequence 
Clostridium peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 
Cupriavidus oxalaticus strain DSM 1105 16S ribosomal RNA, partial sequence 
Nocardia beijingensis strain AS4.1521 16S ribosomal RNA, partial sequence 
Methylobacter psychrophilus strain Z-0021 16S ribosomal RNA, complete 
Thioalkalivibrio paradoxus strain ARh1l 16S ribosomal RNA, partial sequence 
Shewanella japonica strain KMM 3299 16S ribosomal RNA, partial sequence 
Planomicrobium koreense strain JGO7 16S ribosomal RNA, partial sequence 
Alishewanella fetalis strain CCUG 30811 16S ribosomal RNA, partial sequence 
Pseudoalteromonas maricaloris strain KMM636 16S ribosomal RNA, partial 
roe olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial 
ee putida strain KCTC 3666 16S ribosomal RNA, partial sequence 
Seinonella peptonophila strain KCTC 9740 16S ribosomal RNA, partial 
ers dichotomicum strain KCTC 3667 16S ribosomal RNA, 
4 2454268 
Arthrobacter psychrolactophilus strain B7 16S ribosomal RNA, partial 
eee salmonicida subsp. pectinolytica strain 34mel 16S ribosomal RNA, 
3 2457213 


Sphingopyxis taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 


Sphingomonas koreensis strain JSS-26 16S ribosomal RNA, partial sequence 


Sphingomonas aquatilis strain JSS-7 16S ribosomal RNA, partial sequence 


505442 Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
505442 Bacteria_16S 1660255 1660276 1 22 gi 
strain 75-80 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
505442 Bacteria_16S 1667935 1667956 1 22 gi 
strain Albert 19982 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
505442 Bacteria_16S 1675472 1675517 1 46 gi 
balhimycina strain DSM 44591 16S ribosomal RNA, partial 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 

505442 Bacteria_16S 1680009 1680054 1 46 gi 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Amycolatopsis. 
505442 Bacteria_16S 1687563 1687584 1 22 gi 
margaritifer strain N2-214 16S ribosomal RNA, partial s 
margaritifer Bacteria; Proteobacteria; Betaproteobacter 
Tepidiphilus. 
505442 Bacteria_16S 1692207 1692228 1 22 gi 
ostraviensis strain LMG 19434 16S ribosomal RNA, partia 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacte 
Cellvibrio. 
505442 Bacteria_16S 


1658701 1658722 1 22 gi| 219878436 


219878435 


onaceae; 
219878430 


E 
219878425 
sequence 


219878422 
16786 
ales; 
219878417 
equence 
ia; Hydr 


v 


219878413 
1 sequen 
ria; Pse 


1695330 1695351 1 22 gi| 219878411 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 16954 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomon 
505442 Bacteria_16S 1696874 1696895 1 22 gi| 219878410 
strain TOl 16S ribosomal RNA, partial sequence 1695512 16970 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
505442 Bacteria_16S 1699972 1699993 1 22 gi| 219878408 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
505442 Bacteria_16S 1701519 1701540 1 22 gi| 219878407 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 17016 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecol 
505442 Bacteria_16S 1704589 17046101 22 gi|219878405|ref|NR_025544.1 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 170468 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocys 
505442 Bacteria_16S 1709152 1709173 1 22 gi| 219878402 |ref|NR_025541.1 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
505442 Bacteria_16S 1716822 1716843 103 124 gi| 219878397 |ref|NR_025536.1 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 17168 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
505442 Bacteria_16S 1719898 1719919 103 124 gi| 219878395 |ref|NR_025534.1 
strain A37 16S ribosomal RNA, partial sequence 1718445 17199 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
505442 Bacteria_16S 1722872 1722893 1 22 gi| 219878393 |ref|NR_025532.1 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
505442 Bacteria_16S 1724413 1724434 1 22 gi| 219878392 |ref|NR_025531.1 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
505442 Bacteria_16S 1738025 1738046 1 22 gi| 219878383 |ref|NR_025522.1 


strain RB-8 16S ribosomal RNA, partial sequence 1736673 17381 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 
505442 Bacteria_16S 1742633 1742654 1 22 gi| 219878379 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonad 
Anaerobiospirillum. 

505442 Bacteria_16S 1754824 1754845 1 22 gi| 219878370 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Altero 
Pseudoalteromonas. 

505442 Bacteria_16S 1756384 1756405 1 22 gi| 219878369 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 17565 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


somal RNA, partial sequence 1657325 1658829 Vibri 
1658880 16603 
G 
16665 


nterobac 


Actinomyc 


Pseu 


og 


ce 
ud 


ad 


udomonad 


rimontia. 
ref|NR_025569.1 
70 1668063 Esche 
teriaceae; Esch 
ref|NR_025564.1 

1674127 167557 
etales; 


ref |NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025556.1 
1686206 168766 
enophilales; Hy 


ref|NR_025552.1 

1690867 169233 
omonadales; Pseu 
ref|NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


acea 
ref 
O° po 


e; Pseudomon 
NR_025547.1 
meroyi Bacte 


ref|NR_025546.1 


ref|NR_025518.1 
1741287 174278 


ales; Succinivib 


v 


ref|NR_025509.1 

1753455 175495 
monadales; Pseud 
ref|NR_025508.1 


aceae; 


505442 Bacteria_16S 1757955 1757976 1 22 gi| 219878367 
strain 2825 16S ribosomal RNA, partial sequence 


r 
e 


Pseudono 


d 


ref|NR_025575.1| Vibrio fortis strain 
o fortis Bacteria; Proteobacteria; 
ref|NR_025574.1| Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Cellvibrio 
5 Cellvibrio 


domonadaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 

Methylocystis 

7 Methylocystis 
taceae; Methylocystis. 
Rheinheimera baltica 


baltica Bacteria; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Psychrobacter 
luti Bacteria; 
re 

Psychrobacter 
fozii Bacteria; 
r. 

Oleispira antarctica 


luti 


fozii 


09 Oleispira antarctica Bacteria; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


oalteromonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonas. 


ref|NR_025506.1 


Psychromonas profunda 


1756574 1758069 Psychromonas profunda Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 


505442 Bacteria_1 
halodurans strain 
Proteob 
505442 Bacteria_1 


Bacteria; 


strain LMG 20362 
Proteobacteria; 


strain LMG 2096 
Proteobacteria; 


Proteobacteria; 


strain LMG 20546 
Proteobacteria; 


strain LMG 20536 
Proteobacteria; 


Proteobacteria; 


myxococcoides Bac 
Sporocytophaga. 


505442 Bacteria_16S 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


marincola strain 


marincola Bacteri 
505442 Bacteria_16S 
submarinus strain 


submarinus Bacter 


limicola Bacteria 


505442 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


505442 Bacteria_16S 


strain vc 5 16S r 


livingstonensis s 
livingstonensis B 
Shewanella. 


505442 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


505442 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


505442 Bacteria_16S 


strain ME102 16S 


Proteobacteria; G 


505442 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


505442 Bacteria_16S 


G 
505442 Bacteria_1 


G 
505442 Bacteria_1 
R-3712 16S riboso: 
Gammaproteobacter 
505442 Bacteria_1 
LMG 19999 16S rib 
G 
505442 Bacteria_1 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
505442 Bacteria_16S 


G 


G 
505442 Bacteria_16S 
LMG 19981 16S rib 
G 


6S 1766928 1766949 1 22 


gi 


6S 1777406 1777427 1 22 


gi 


6S 1784951 1784972 1 22 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
6S 1792514 1792535 1 22 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
6S 1793988 1794009 1 22 
osomal RNA, partial sequence 


gi 


6S 1795543 1795564 1 22 


gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1797027 1797048 1 22 gi 


1798582 1798603 1 22 


gi 


1815467 1815488 1 
osomal RNA, partial sequence 


22 gi 


1818638 1818659 103 124 


gi 


teria; Bacteroidetes; Sphingobacteria; 


1826259 1826280 1 22 


gi 


1827737 1827758 1 22 


gi 


1829129 1829150 1 22 


gi 


1830699 1830720 1 22 


gi 


; Proteobacteria; Betaproteobacteria; 
1836752 1836773 1 22 gi 
ain Chol-1S 16S ribosomal RNA, 
teria; Proteobacteria; 


1846036 1846057 1 22 
ibosomal RNA, partial sequence 


gi 


1847584 1847605 1 22 gi 
train NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; 


1850667 1850688 1 22 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1861105 1861126 1 22 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1862646 1862667 1 22 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1864153 1864174 1 22 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865735 1865756 1 22 gi 


gi 


34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 


ammaproteobacteria; Vibrionales; Vibri 


ammaproteobacteria; Xanthomonadales; X 
505442 Bacteria_16S 


myxococcoides strain DSM 11118 16S ribosomal RNA, parti 


KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
505442 Bacteria_16S 
alexandrii strain C116-18 16S ribosomal RNA, partial se 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteri 
505442 Bacteria_16S 


limicola strain GolChil 16S ribosomal RNA, complete seq 


complet 
Betaproteobacte 


Gammaproteoba 


16S ribosomal RNA, partial sequence 1776030 17774 
ammaproteobacteria; Vibrionales; Vibri 


1791138 1792572 Vibri 


1794167 1795601 Vibri 


219878338 


16S ribosomal RNA, partial sequence 1795652 17971 
ammaproteobacteria; Vibrionales; Vibri 
505442 Bacteria_16S 


onaceae; 
219878337 


16S ribosomal RNA, partial sequence 1797206 17986 
ammaproteobacteria; Vibrionales; Vibri 


onaceae; 
219878326 


1814099 18155 
thomonad 


an 
219878324 
al sequenc 
Sphingoba 


219878319 
uence 

; Pseudomo 
219878318 
quence 

a; Pseud 
219878317 
quence 
a; Rhodoba 
219878316 
uence 
Rhodocycla 
219878311 
e sequence 
ria; Rhodo 


219878305 


1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
505442 Bacteria_16S 


yphomonada 
219878304 
sequence 

cteria; Al 


219878302 
equence 
ia; Xantho 


v 


219878294 
al sequenc 
eria; Alte 


219878293 


1861284 18627 


Oleiphila 
219878292 
nce 18627 
irillales; 
219878291 


canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Chromohalobacter. 


Vv 


Vv 


omonad 


v 


ref|NR_025477.1 


ibra. 
ref 


oO. 

NR_025476.1 

ibri 
ref 


oO. 
NR_025465.1 


aceae; Fulvimona 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
ales; Moraxe 
ref|NR_025456.1 
1827843 182926 
cterales; Hyphom 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodoc 


ref |NR_025444.1 


ceae; Maricaulis 
ref |NR_025443.1 

1846218 184771 
teromonadales; S 


ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref |NR_025432.1 


ceae; Oleiphilus 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025430.1 


219878360|ref|NR_025499.1| Alkalilimnicola 
ence 1765552 1767023 Alkalilimnicola halodurans 
ales; Ectothiorhodospiraceae; Alkalilimnicola. 
219878352|ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 
onaceae; Vibrio. 
219878347|ref|NR_025486.1| Halomonas muralis 
1783587 1785079 Halomonas muralis Bacteria; 
Halomonadaceae; Halomonas. 
219878341|ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 
219878340|ref|NR_025479.1| Vibrio pacinii strain 
1792623 1794116 Vibrio pacinii Bacteria; 
onaceae; Vibrio. 
219878339|ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 
Sporocytophaga 

7 Sporocytophaga 

bacteraceae; 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Oceanicaulis 

6 Oceanicaulis 

onadaceae; Oceanicaulis. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Sterolibacterium 

8 Sterolibacterium 

yclaceae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Alteromonas 
3 Alteromonas 


eromonadaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 


1864353 186588 


4 Chromohalobacter 


505442 Bacteria_16S 
asaccharovorans s 
asaccharovorans B 


Chelatococcus. 


505442 Bacteria_16S 
16S ribosomal RNA, partial sequence 1868909 18703 


strain LMG 21857 
Proteobacteria; 


strain LUH4616 16 
Proteobacteria; 
Proteobacteria; 


thiooxidans strai 
thiooxidans Bacte 


505442 Bacteria_16S 


schindleri strain 
schindleri Bacter 


505442 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


505442 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


505442 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


505442 Bacteria_16S 


joostei strain LM 
joostei Bacteria; 


505442 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


505442 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


505442 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


505442 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


505442 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


505442 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


505442 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


505442 Bacteria_16S 


strain EDIV 16S r 
Proteobacteria; A 


505442 Bacteria_16S 


strain 95Al1l 16S r 
Proteobacteria; G 


505442 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


505442 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 
strain HK85 16S r 
G 
505442 Bacteria_16S 


ammaproteobacteria; Pasteurellales; Pa 
1879412 1879433 1 22 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1888823 1888844 1 22 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1898082 1898103 1 22 gi 


a; 


a; 


etaproteobacteria; Burkholderiales; Al 
1899625 1899646 1 22 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1914196 19142171 22 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1920525 1920546 103 124 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1922033 1922054 103 124 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


ne 
ca 
na 


ue 
(oho 


1 
1923455 1923476 1 22 gi 


train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


al 
te 


1929645 1929666 1 22 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Mor 
1931181 1931202 1 22 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Mor 
1937149 19371701 22 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1940130 1940151 1 22 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


gi 


eq 
ri 


s 
ad: 


1947873 1947894 1 22 


gi 
etaproteobacteria; Burkholderiales; Alca 
1956881 1956902 1 22 gi 


ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
1964605 1964626 1 22 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


st 


ia 
ri 
1966122 1966143 1 22 gi 


is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


s 
ob 


505442 Bacteria_16S 
strain BM5 16S ribosomal RNA, partial sequence 


st 


219878273 
qu 


ca 


219878253 


219878247 
av 


219878246 


219878242 
1928261 19297 


219878241 
1929813 19313 


219878237 


219878235 


219878230 
6S ribosomal RNA, partial sequence 1946525 19480 


219878224 


ibosomal RNA, partial sequence 1955571 19570 
lphaproteobacteria; Sphingomonadales; Sphingomon 
1963041 1963062 1 22 gi| 219878220 


1961654 19631 


219878219 


219878218 


nce 
Burkhol 


ence 


e 18982 
ligenace 


19128 
dales; 


nce 
eriales; 


sequence 


obacteri 


sequenc 
ria; Bur 


itellace 


itellace 


uence 
a; Burkh 


equence 
a; Rhizo 


ligenace 


eurellac 


1 sequ 
a; Hyd 


en 
ro 


e 
a; 


equenc 
acteri 


1967614 1967635 1 22 


gi 


219878217 
1966261 1967704 Thiocapsa litoralis Bacteria; 


eurellac 
219878282 
ue 


Pseudomonad 
219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
ligenace 
219878264 


M 
219878248 


1868803 1868824 1 22 gi| 219878289 |ref|NR_025428.1 
train TE2 16S ribosomal RNA, partial sequence 1867493 186885 
acteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 

1870265 1870286 1 22 gi| 219878288 |ref|NR_025427.1 


eae; Haemophilus 
ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref|NR_025404.1 
ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref |NR_025386.1 

1920604 192206 
ales; Flavobacte 


v 


ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 
ref |NR_025381.1 


Moritella. 
NR_025380.1 


ae; 
ref 


ae; Moritella. 
ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025374.1 

1938810 194024 
biales; Methylob 
ref|NR_025369.1 
ae; Bordetella. 
ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_025359.1 


eae; Pasteurell 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


ammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

1873376 1873397 1 22 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 
S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter parvus Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

1876355 1876376 1 22 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
ibosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 


Limnobacter 

7 Limnobacter 

lderiaceae; Limnobacter. 
Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Acinetobacter ursingii 

obacter ursingii 

inetobacter. 

Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 

riaceae; 


Ralstonia 
0 Ralstonia 


rkholderiaceae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Methylobacterium 

9 Methylobacterium 
acteriaceae; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Sphingomonas pituitosa 


pituitosa Bacteria; 
monas. 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
a. 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


, 


ref|NR_025356.1 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 


Thiocapsa litoralis 


505442 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


505442 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


505442 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


505442 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


505442 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


505442 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


505442 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


505442 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


505442 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


505442 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


505442 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


505442 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


505442 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


505442 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


505442 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


i 
G 


505442 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; G 


505442 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


505442 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


505442 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


505442 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


505442 Bacteria_16S 


strain DSM 2665 1 
Proteobacteria; A 


1971923 1971944 1 22 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


ue 
a; 


1982828 1982849 1 22 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
1984413 1984434 1 22 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


gi 
ng 
ue 
1985997 1986018 1 22 gi 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


ue 
a; 


1987578 1987599 1 22 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 

1989115 1989136 1 


se 
ia 


22 gi 


ammaproteobacteria; Enterobacteriales; E 
1990664 1990685 1 22 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


al 
te 


1992212 1992233 1 22 


gi 
ammaproteobacteria; Enterobacteriales; 
1993755 1993776 1 22 gi 


ammaproteobacteria; Enterobacteriales; 
1995302 1995323 1 22 gi 
ammaproteobacteria; Enterobacteriales; E 
1996838 1996859 1 22 gi 
ammaproteobacteria; Enterobacteriales; E 
1998383 1998404 1 22 gi 
ammaproteobacteria; Enterobacteriales; E 
1999922 1999943 1 22 gi 
ia; Enterobacteriales; Enterobacteriac 
2001456 2001477 1 22 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2002991 2003012 1 22 gi 


ea 


ct 


ammaproteobacteria; Enterobacteriales; E 


2004524 2004545 1 22 gi 


505442 Bacteria_16S 


strain ATCC 15260 
Proteobacteria; A 


ia; 


nce 


nce 


v 


nce 
Myxo 


quenc 


’ 


ntero 


sequ 
ria; 


16S ribosomal RNA, partial sequence 1993927 19 


ntero 


6S ribosomal RNA, partial sequence 1995493 19 


ntero 


16S ribosomal RNA, partial sequence 1997016 19 


ntero 


e; Pr 


20 
erial 


6S ribosomal RNA, partial sequence 2001636 20 


ntero 


6S ribosomal RNA, partial sequence 2003168 20 


16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


219878214 
Burkhol 
219878207 
1981436 19829 
iineae; 

219878206 


Myxoco 


219878205 


coc 


219878204 


e 


Myxoco 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


bac 


219878202 


enc 


Ent 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 
Enterobac 
219878200 
6S ribosomal RNA, partial sequence 1992387 19938 
Enterobac 
219878199 


954 
bac 


219878198 


969 
bac 


219878197 


985 
bac 


219878196 
somal RNA, partial sequence 1998561 2000045 Pr 


agi 
agi 


219878195 


000 


es; 


219878194 


031 
bac 


219878193 


046 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 
ref|NR_025346.1|] Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025345.1] Chondromyces 
1983024 1984558 Chondromyces 
ccales; Sorangiineae; Polyangiaceae; 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


Cystobacter 
9 Cystobacter 
terineae; 


ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1]| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref|NR_025339.1| Serratia fonticola 

76 Serratia fonticola Bacteria; 
teriaceae; Serratia. 

ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 

ref |NR_025337.1| Rahnella aquatilis 

65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 

ref |NR_025336.1| Proteus vulgaris 

10 Proteus vulgaris Bacteria; 
teriaceae; Proteus. 

ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 

a. 
ref|NR_025334.1| Obesumbacterium 

96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 

ref|NR_025332.1| Budvicia aquatica 

48 Budvicia aquatica Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

2006068 2006089 1 22 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 
6S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

2007614 2007635 1 22 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
6S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

2009158 2009179 1 22 gi|219878190|ref|NR_025329.1| Buttiauxella 
n DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 
ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

2010717 2010738 1 22 gi| 219878189 |ref|NR_025328.1| Buttiauxella brennerae 
6S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

2015286 2015315 96 125 gi|219878186|ref|NR_025325.1| Hyphomonas polymorpha 
6S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
lphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

2016683 2016704 1 22 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 


2015375 2016816 Caulobacter leidyia Bacteria; 


Sphingomonadaceae. 


505442 Bacteria_16S 2018155 2018176 1 22 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 

strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

505442 Bacteria_16S 2019627 2019648 1 22 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 

strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

505442 Bacteria_16S 2021099 2021120 1 22 gi|219878182|ref|NR_025321.1| Maricaulis 

washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 

washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 

Maricaulis. 

505442 Bacteria_16S 2025591 2025612 1 22 gi|219878179|ref|NR_025318.1| Isochromatium buderi 

strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

505442 Bacteria_16S 2028589 2028610 1 22 gi|219878177|ref|NR_025316.1| Pectobacterium 

carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 
Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 

Enterobacteriales; Enterobacteriaceae; Pectobacterium. 

505442 Bacteria_16S 2042297 2042318 1 22 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 

broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 

broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

Pseudoxanthomonas. 

505442 Bacteria_16S 2043857 2043878 1 22 gi|219878166|ref 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


nitritireducens Bacteria; 
Stenotrophomonas. 


Proteobacteria; 


NR_025305.1 


Xanthomonadales; 


Stenotrophomonas 


2042490 2044002 Stenotrophomonas 
Xanthomonadaceae; 


505442 Bacteria_16S 2045432 2045453 1 22 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteimonas mephitis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 

505442 Bacteria_16S 2063906 2063927 103 124 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

505442 Bacteria_16S 2065430 2065451 103 124 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

505442 Bacteria_16S 2068416 2068437 1 22 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

505442 Bacteria_16S 2069948 2069969 1 22 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

505442 Bacteria_16S 2074583 2074604 1 22 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

505442 Bacteria_16S 2076073 2076094 1 22 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellace 


505442 Bacteria_16S 
granulosum strain 


2079265 2079286 103 124 


Propionibacteriaceae; Propionibacterium. 
505442 Bacteria_16S 2085326 2085347 1 22 
strain IBS 382 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellace 


505442 Bacteria_16S 2086876 2086897 1 
strain T9 16S ribosomal RNA, partial sequence 
Proteobacteria; 
505442 Bacteria_16S 2089874 2089895 1 
Soel 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
505442 Bacteria_16S 2092874 2092895 1 
strain 63 16S ribosomal RNA, partial sequence 
Proteobacteria; 
505442 Bacteria_16S 


22 


22 


22 


2094427 2094448 1 22 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial 


hydrothermalis Bacteria; 
Thermomonas. 
505442 Bacteria_16S 


Proteobacteria; 


2098961 2098982 1 22 


DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 


Gammaproteobacteria; Oceanospirillales; 


Gammaproteobacteria; Alteromonadales; 


gi 


gi 
2084014 


gi 
2085504 
Alca 


gi 


gi 
2091488 
Shewan 
gi 
seque 


Gammaproteobacteria 


gi 


aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


Nitratireductor. 
505442 Bacteria_16S 2102029 2102050 1 22 
strain SW-47 16S ribosomal RNA, partial sequence 


gi 


Nevskia 
219878128 


219878137 
sequenc 
Actinomycetales; Propionib 


219878133 


20 


219878132 


20 
ni 


219878130 
2088549 2089942 Ne 
Sinobacteraceae; 


20 
el 


219878126 


ne 


, 


219878123 


Rh 


Bartonella. 
ref|NR_025276.1 
2077807 207932 


ae; 


e 


ref|NR_025272.1 
854 
ae; Bartonella. 


ref|NR_025271.1 


870 
voracaceae; Alcaniv 
ref|NR_025269.1 
vskia ramosa Bacter 


ref|NR_025267.1 
930 
laceae; Shewanella. 
ref|NR_025265.1 
e 2093069 209454 


Xanthomonadales; Xa 


ref |NR_025262.1 
2097632 209908 
izobiales; Phylloba 


219878121 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Nevskia ramosa strain 
ia; Proteobacteria; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


ref |NR_025260.1 


Alteromonas marina 


2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 


505442 Bacteria_16S 
Z-7981 
tes; 
505442 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


505442 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


505442 Bacteria_16S 
DSM 681 
Prot 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


a; 


505442 Bacteria_16S 


strain SW-46 16S 


DSM 4568 16S ribo 
Gammaproteobacter 


strain AU2944 16S 
Proteobacteria; B 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


505442 Bacteria_16S 
n SM-1 
acteria 
505442 Bacteria_16S 
S ribos 
ammapro 
505442 Bacteria_16S 
n Ps 3- 
ria; 


salipaludis strai 
Bacteria; Proteob 


strain Ps 9-14 16 
Proteobacteria; G 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


505442 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


strain ALC-2 16S 


strain H-8 16S ri 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


505442 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


strain NCIMB 8633 
Proteobacteria; G 


strain YKJ-103 16 
Proteobacteria; G 


henchirensis stra 
henchirensis Bact 


AS 
a; 


omnivorum strain 
omnivorum Bacteri 


505442 Bacteria_16S 


xinjiangense strain 


xinjiangense Bact 


ia; 
505442 Bacteria_16S 


S ribos 
ammapro 
505442 Bacteria_16S 
in TMB8 
eria; 
505442 Bacteria_16S 


eria; 
505442 Bacteria_16S 


2105167 2105188 1 


2114142 2114163 1 
strain 
Bacter 


2117259 2117280 1 


2118750 21187711 
ribosomal RNA, 
Proteobacteria; Alphapro 
505442 Bacteria_16S 


riboso 
etaprot 
505442 Bacteria_16S 


2138432 2138453 1 


2144424 2144445 1 
omal RNA, partial sequence 


2145929 2145950 1 


Pr 


2147434 2147455 1 
riboso 
ammapro 
505442 Bacteria_16S 2152028 2152049 1 
ribosomal RNA, 
Proteobacteria; Alphapro 


505442 Bacteria_16S 


2171732 2171753 1 
16S ri 
ammapro 
505442 Bacteria_16S 


P 


1.27 
Bact 


2182374 2182395 103 


AS 1 
B 


cl 
2108091 2108112 1 
ain MVAB Hexl 
teria; 


22 
ostridia; Clostridiales; 
22 

16S ribosomal RNA, 
Proteobacteria; 


22 
US6-1 16S ribosomal RNA, 
i 


22 
0 
e 


22 

partial sequence 
teobacteria; 
22 


Enterobac 
22 


erobacteriales; 


eobacteria; 
22 

EN 1 16S ribosomal RNA, p 
Proteobacteria; 


22 


, 


22 


Pseudomonada 
22 


teobacteria; 


oteobacteria; 


22 
mal RNA, partial sequence 
teobacteria; Pseudomonada 
22 
partial sequence 
teobacteria; 
22 
RNA, partial sequence 


22 
n ATCC 21588 16S ribosoma 


22 
bosomal 
teobacteria; 
22 
bosomal 
teobacteria; 
22 


teobacteria; 
22 


roteobacteria; 
124 


eroidetes; Flavobacteria; 


124 


acteroidetes; 


22 


16S ribosomal RNA, partial sequ 


Gammaproteobact 


a; Proteobacteria; Alphaproteo 


16S ribosomal RNA, partial se 
obacteria; Gammaproteobacteria 


Sphingomonadales; 
2121792 2121813 1 
somal RNA, partial sequence 2120 
Ent 
2123311 2123332 1 
mal RNA, partial sequence 
Burkholderiales; 
2127904 2127925 1 
rain AL 


cteria; Gammaproteobac 


16S ribosomal RNA, partial sequ 
Gammaproteobacteria; Alteromo 


10 16S ribosomal RNA, partial s 
Gammaproteobacter 


Sphingomonadales; 
2154955 2154976 1 
bosomal 
Proteobacteria; Alphapro 
505442 Bacteria_16S 


teobacteria; Rhodospirillales; 
2159467 2159488 1 
s strai 


s Bacteria; Proteobacteria; Alphaprote 


RNA, partial sequence 
Pseudomonadales; 
2173283 2173304 1 
16S ri 
ammapro 
505442 Bacteria_16S 


RNA, partial sequence 
Pseudomonadales; 
2176271 2176292 1 
omal RNA, partial sequence 

Pseudomonadales; 
2179285 2179306 1 
34 16S ribosomal RNA, partial s 
Betaproteobacter 
2180858 2180879 103 
47 16S ribosomal RNA, partial s 


-2749 16S ribosomal RNA, partia 
Flavobacteria; 
2185318 2185339 1 


219878117 
ence 21038 
idiaceae; 
219878115 
et 
er 


gi 


Clostr 
gi 
compl 
ia; 


219857659 
al sequenc 
bacteria; 


gi 
parti 


219857657 
quence 


; Alteromo 


gi 


gi| 219857656 
2117441 21188 
Erythrobac 

gi|219857654 
505 2121907 Cedec 
teriaceae; Cedec 
gi| 219857653 
2121958 21233 
Burkholderia 
gi| 219857650 
artial sequence 
teria; Chr 


219857643 
ence 21370 
nadales; 
gi| 219857639 
2143068 21445 
les; Pseudomonad 
gi| 219857638 
equence 
ia; Pseudo: 


gi 


’ 


gi| 219857637 
2146078 21475 
les; Pseudomonad 
gi| 219857634 
2150729 21521 
Erythrobac 
gi| 219857632 
2153652 21550 
Acetobacte 
219857629 
partial s 
obacteria; 


gi 
1 RNA, 


219857621 
21703 
seudomonad 
219857620 
21719 
Pseudomonad 
gi| 219857616 
2174910 21764 
Moraxellace 
219857614 
equence 
ia; Burkho 
219857613 
equence 
bacteriale 
219857612 
1 sequence 
avobacteri 


gi 


P 
gi 


gi 


gi 


Flavo 
gi 


Fl 


e sequen 
Pseu 


ref 
272 


ref 
ce2 


ref 
e 2 


ref 


ND 


ref 
82E 


ref 
ea. 


ref 


ref 
2 


ref 
732 


Alter 


ref 


ref 
2 


ref 


ref 


ref 


ref 


ref 
56 2 


ref 
00 2 


ref 
03°P 
ae; 
ref 
2 


ref 

2 
S; 
ref 


ND 


gi|219857609 


taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Pseudoxanthomonas. 


ref 
2 


Anoxynatronum. 


domo 


Sphi 


nada 


tera 


ead 


omat 


monadales; 


eque 
Rho 


acea 


acea 


lder 


EF 


ales; 


NR_025256.1 
105235 Anoxy 


NR_025254.1 
106707 21082 
nadales; Mo 


NR_025248.1 
112812 21142 
ngomonadale 


NR_025246.1 
115900 21173 
les; 


NR_025245.1 
rythrobacter 
ceae; Eryth 
NR_025243.1 
avisae Bact 


NR_025242.1 
; Ralstonia 
NR_025239.1 
126557 212798 
iales; Ecto 


NR_025232.1 
138564 Micro 
omonadaceae 
NR_025228.1 


e; Pseudomo 
NR_025227.1 
144573 214602 
Pseu 


NR_025226.1 


e; Pseudomo 
NR_025223.1 


ceae; Porph 
NR_025221.1 


ae; Rubrite 
NR_025218.1 
nce 215819 
dobacterales 


NR_025210.1 
171849 Cellvi 
e; Cellvibri 
NR_025209.1 
173400 Cellvi 
e; Cellvibri 
NR_025205.1 
sychrobacter 
Psychrobacte 
NR_025203.1 
177978 217937 
iales; 
NR_025202.1 
179421 218088 
lavobacteria 
NR_025201.1 
180937 218240 
; Flavobacte 
NR_025198.1 
183928 218546 


n 


3 
r 


9 


9 
Alteromonadaceae; 


r 


e 


t 


b 
i 


n 


n 


y 


Pp 


Comamonadaceae; 


Anoxynatronum 
atronum sibiricum 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 

Microbulbifer 
0 Microbulbifer 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Cedecea davisae strain 
ria; Proteobacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 
ceae 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
acea 


as. 
Pseudomonas 
7 Pseudomonas 


domonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
acea 


as. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 
tera 


robacter. 
Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 
race 


ida. 

Paracoccus 

4 2159597 Paracoccus 
Rhodobacteraceae; 


, 


Cellvibrio fulvus 

brio fulvus Bacteria; 

0% 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Psychrobacter jeotgali 
jeotgali Bacteria; 

rs 

Ramlibacter 

0 Ramlibacter 
Ramlibacter. 
Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Pseudoxanthomonas 

6 Pseudoxanthomonas 


505442 Bacteria_16S 


strain K9951 16S 
Proteobacteria; 


505442 Bacteria_16S 


strain KMM 3582 
Proteobacteria; 


505442 Bacteria_16S 


strain Mx9 16S r 
Tenericutes; Mol 


505442 Bacteria_16S 


gallopavonis str 
Bacteria; Teneri 


505442 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Mol 


505442 Bacteria_16S 


strain H831 16S 
Tenericutes; Mol 


505442 Bacteria_16S 


strain 1340 16S 
Tenericutes; Mol 


2188398 2188419 1 22 
ribosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 


2206542 2206563 1 22 gi 


2208068 2208089 1 22 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2209569 2209590 1 22 gi 
ribosomal RNA, partial sequence 
1 


gi 


1 


icutes; Mycoplasmataceae; Mycoplasma. 
2217095 22171161 22 gi 
ribosomal RNA, partial sequence 


licutes; Mycoplasmataceae; Mycoplasma. 


219857607 
2187032 21885 


219857595 
ain WR1 16S ribosomal RNA, partial sequence 22052 
cutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
219857594 


2206719 22081 


219857593 
2208244 22096 


219857588 
2215772 22172 


2199190 22006 


ref|NR_025196.1| Legionella busanensis 
07 Legionella busanensis Bacteria; 


Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

2189923 2189944 1 22 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2200511 2200532 1 22 gi|219857599|ref|NR_025187.1| Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


ref|NR_025183.1| Mycoplasma 
20 2206668 Mycoplasma gallopavonis 
ref|NR_025182.1| Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


505442 Bacteria_16S 2220158 2220179 1 22 gi| 219857586 |ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

505442 Bacteria_16S 2230763 2230784 1 22 gi|219857579|ref|NR_025167.1| Laribacter 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
505442 Bacteria_16S 2235316 22353371 22 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 


costantinii Bacteria; 


Pseudomonas. 


505442 Bacteria_16S 
ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Yersinia. 


505442 Bacteria_16S 
strain CCBAU 7104 


Bacteria; 
Rhizobium. 


505442 Bacteria_16S 
venustensis strain ISO04 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Oceanospir 
505442 Bacteria_16S 


Bacteria; 


strain ICPB 3636 
Proteobacteria; 


ruthenica strain 
Bacteria; 


strain DSM 11853 
Proteobacteria; 


505442 Bacteria_16S 


Gammaproteobacteria; Enterobacteriales; 
505442 Bacteria_16S 
NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; 


2239900 2239921 1 22 


gi 


2241411 2241432 1 22 


gi 


2242922 2242943 1 22 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobact 
505442 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 


2244433 22444541 22 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; 


2245881 2245902 1 22 gi 
2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiale 


2264435 2264456 1 22 


gi 


2265998 2266019 1 22 


gi 


2270641 2270662 1 22 


gi 


Spirochaetes; 
2272152 2272173 1 


Spirochaetales; 
22 gi 


2273625 2273646 1 22 


gi 
iP 
Proteobacteria; 


2275180 2275201 1 22 


gi 


Gammaproteobacteria; 


219857573 
2238534 22399 
nterobacteriaceae; 
219857572 
2240045 22415 
Gammaproteobacteria; Enterobacteriales; 
505442 Bacteria_16S 
strain ATCC 33638 


E 


E 


219857570 
partial s 
Gammaproteob 


219857569 


219857557 


219857556 
16S ribosomal RNA, partial sequence 2264632 22660 
Betaproteobacteria; Neisseriales; Neisser 
505442 Bacteria_16S 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial 
azotonutricium Bacteria; 
505442 Bacteria_16S 
KMM300 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Alteromona 
Pseudoalteromonas. 
505442 Bacteria_16S 
issachenkonii strain KMM 3549 16S ribosomal RNA, partia 
issachenkonii Bacteria; 
Pseudoalteromonas. 
505442 Bacteria_16S 


219857553 
se 


Sp 
219857552 


219857551 
Gammaproteobacter 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 


22415 
eriales; 


acteria; 


22445 
S; 


ce 22630 
illales; 
iaceae; 


quence 
irochaet 


ce 22707 
dales; P 


sequence 
ia; Alte 


Pseudomonadales; 


nterobacteri 
219857571 


Rhizobiaceae; 


Pseudomonadaceae; 


Yersinia rohdei strain 
rohdei Bacteria; 

Yersinia. 

ref|NR_025160.1| Yersinia pestis strain 
05 Yersinia pestis Bacteria; 

aceae; Yersinia. 

ref|NR_025159.1| Yersinia kristensenii 
56 2243016 Yersinia kristensenii 
Enterobacteriaceae; Yersinia. 
ref|NR_025158.1| Yersinia 

equence 2243067 2244527 Yersinia 
Enterobacteriales; Enterobacteriaceae; 


ref|NR_025161.1 
94 Yersinia 


ref|NR_025157.1| Rhizobium indigoferae 
78 2245989 Rhizobium indigoferae 
Rhizobium/Agrobacterium group; 


ref|NR_025145.1| Alcanivorax 

50 2264581 Alcanivorax venustensis 
Alcanivoracaceae; Alcanivorax. 
ref|NR_025144.1| Simonsiella muelleri 
96 Simonsiella muelleri Bacteria; 
Simonsiella. 


ref|NR_025141.1] Treponema 
2269277 2270739 Treponema 
aceae; Treponema. 
ref|NR_025140.1| Pseudoalteromonas 


90 2272278 Pseudoalteromonas ruthenica 
seudoalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 
ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 


Betaproteobacteria; Burkholderiales; Burkholderia 
2276714 2276735 1 22 gi| 219857549 
campinensis strain WS2 16S ribosomal RNA, partial sequence 22753 


ref|NR_025137.1| Cupriavidus 
59 2276842 Cupriavidus campinensis 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


505442 Bacteria_16S 
buryatense strain 
Proteob 
505442 Bacteria_16S 
strain 105 16S ri 
Tenericutes; Moll 
505442 Bacteria_16S 
phocicerebrale st 
phocicerebrale Ba 
505442 Bacteria_16S 


Bacteria; 


strain A45 16S ri 
Proteobacteria; 


thiocyanoxidans s 


thiocyanoxidans B 


Thioalkalivibrio. 


505442 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 


Pseudoalteromonas 


505442 Bacteria_16S 


strain ACEM 9 16S 
Proteobacteria; 


strain IBS 193 16 


strain L2-TR 16S 


Proteobacteria; 


strain 63287 16S 


lutaoensis strain 
Bacteria; Proteob 


505442 Bacteria_16S 


strain KF46F 16S 


Proteobacteria; B 


505442 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


505442 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


505442 Bacteria_16S 


G 


G 
505442 Bacteria_16S 
strain 91-4 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


2278272 2278293 1 22 gi 


2279783 2279804 1 22 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2282805 2282826 1 22 gi 


gi 


2284359 2284380 1 22 
bosomal RNA, partial sequence 


gi 


2287342 2287363 1 22 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; 
2291820 2291841 1 


22 gi 


eria; Proteobacteria; 
2294885 2294906 1 22 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
2296342 2296363 1 22 
ibosomal RNA, partial sequence 


gi 
Ss 
gi 


2297808 2297829 1 22 
S ribosomal RNA, partial sequence 


gi 


2299330 2299351 1 22 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
2300774 2300795 1 22 gi 
ribosomal RNA, partial sequence 


gi 


2303789 2303810 1 22 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2305338 2305359 1 22 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2308433 2308454 1 22 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2315980 2316001 1 22 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2318973 2318994 1 22 gi 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


505442 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


505442 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


505442 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


505442 Bacteria_16S 


strain IPT10 16S 


Proteobacteria; B 


505442 Bacteria_16S 


strain DM12 16S r 


acteria; Gammaproteobacteria; Xanthomo 
2320565 2320586 1 22 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2322116 23221371 22 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323668 2323689 1 22 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2331069 2331090 1 22 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2335649 2335670 1 22 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


505442 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


2337060 2337081 1 22 gi 
n ALG 1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
rs 


505442 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


2352154 23521751 22 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; 


5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 


2278443 22799 


rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 


2282981 22844 
ammaproteobacteria; Methylococcales; M 
505442 Bacteria_16S 


Gammaproteoba 


in NCIMB2033 16S ribosomal RNA, partia 
Gammaproteobacte 


2293525 22949 


2295034 22964 


2296489 22979 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
505442 Bacteria_16S 
2297982 22993 


2299447 23008 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
505442 Bacteria_16S 


2303983 23054 


2307079 23085 


2329695 23312 


2334350 23357 


219857548 
e 22768 
occales; 
219857547 


219857545 
equence 
lasmatacea 

219857544 


ethylococc 
219857541 
sequence 
cteria; Ch 


219857538 
1 sequence 
ria; Alter 


219857535 


hewanellac 
219857533 


nellaceae; 
219857532 


nellaceae; 
219857531 


diomarinac 
219857530 


rhizobiace 
219857528 
ence 23024 
nadales; A 
219857526 


mamonadace 
219857524 


caligenace 
219857519 
23146 
mamonadace 
219857517 
ence 23175 
nadales; X 
219857516 
sequence 

teria; Xan 


219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857509 


rkholderia 
219857505 


hodobacter 
219857504 
uence 

ia; Rhodob 


, 


M 


ref|NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025135.1 


ref|NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
NR_025129.1 
28738 
Ecto 


6 
adales; u 


ref|NR_025123.1 


Shewanella. 
NR_025121.1 


eae; 
ref 


tonella. 
NR_025120.1 


Bar 
ref 


tonella 
NR_025119.1 


Bar 
ref 


Idiomarina 
NR_025118.1 


eae; 
ref 


ae; Bosea. 
ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref|NR_025114.1 


ae; Xenophilus. 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae 


1 


thomonadales; Xa 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholde 


: x 
ref|NR_025093.1 


aceae; Paracoccu 
ref|NR_025092.1 

2335756 233710 
acterales; Rhodo 


219857493 


ref |NR_025081.1 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Methylobacter marinus 
marinus Bacteria; 
cter. 

Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 

a. 

Comamonas koreensis 
nas koreensis Bacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Dethiosulfovibrio 


2350796 2352265 Dethiosulfovibrio marinus 


Synergistaceae; Dethiosulfovibrio. 


505442 Bacteria_16S 


denitrificans Bacteria; 
505442 Bacteria_16S 
strain ATCC49733 
Proteobacteria; 
505442 Bacteria_16S 
strain LMG 16225 
Proteobacteria; 
505442 Bacteria_16S 
caledonica strain 


caledonica Bacteria; Proteobacteria; Betaproteobacteria; 
2391706 2391727 1 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
2396237 2396258 1 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
2411499 24115201 
6S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Te 
2413068 2413089 1 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial 
Proteobacteria; 


505442 Bacteria_16S 
strain YKJ-16 16S 
Proteobacteria; 
505442 Bacteria_16S 
strain IBS 325 16 


505442 Bacteria_16S 
strain SPS-1037 1 
Proteobacteria; 
505442 Bacteria_16S 


quisquiliarum Bacteria; 
Methylosarcina. 
505442 Bacteria_16S 
strain AML-C10 16 
Proteobacteria; 
505442 Bacteria_16S 
kellyi strain BII 
Bacteria; 
505442 Bacteria_16S 
strain DSM 1105 1 
Proteobacteria; 
505442 Bacteria_16S 


-1 16S ribosomal 


psychrophilus Bacteria; 
Methylobacter. 
505442 Bacteria_16S 
paradoxus strain 
Bacteria; 
505442 Bacteria_16S 
strain KMM 3299 1 
Proteobacteria; 
505442 Bacteria_16S 
strain CCUG 30811 
Bacteria; 
505442 Bacteria_16S 


maricaloris Bacteria; 
Pseudoalteromonas. 
505442 Bacteria_16S 


Proteobacteria; 


salmonicida subsp 
Aeromonadaceae; Aeromonas. 
505442 Bacteria_16S 
strain JSS-26 16S 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 
strain JSS-7 16S 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 
strain ATCC 33531 
Bacteria; 
505442 Bacteria_16S 
aerophilum strain 
Bacteria; 
505442 Bacteria_16S 


Bacteria; 
505442 Bacteria_16S 


2353661 2353682 1 
denitrificans strain 123 16S ribosomal RNA, partial seq 

Proteobacteria; 
2364428 2364449 1 
16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pa 
2385602 2385623 1 
16S ribosomal RNA, partial sequence 2384259 23857 
Betaproteobacteria; Burkholderiales; Bu 
2387126 2387147 1 
LMG 19076 16S ribosomal RNA, partial 


2414632 2414653 1 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; M 
2425426 2425447 1 
RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatial 
2437324 2437345 1 
6S ribosomal RNA, partial sequence 2436004 24374 
Betaproteobacteria; Burkholderiales; Bu 
2440373 2440394 1 
psychrophilus strain Z-0021 16S ribosomal RNA, 
Proteobacteria; 


2441933 24419541 
ARh1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatial 
2443429 24434501 
6S ribosomal RNA, partial sequence 2442080 24435 
Gammaproteobacteria; Alteromonadales; 
2446508 2446529 1 
16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromona 
2448013 2448034 1 
maricaloris strain KMM636 16S ribosomal RNA, partial sequ 


2457147 2457168 1 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, part 
- pectinolytica Bacteria; Proteobacteria 


2460064 2460085 1 
ribosomal RNA, partial sequence 


2461556 2461577 1 
ribosomal RNA, partial sequence 


2463115 2463136 1 
16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobact 
2469305 2469326 1 
AL3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotricha 
2470789 2470810 1 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 
2472293 2472314 1 


22 gil2 


22 gi 


22 gi 


22 gi 


22 gi 


22 gi 


22 gi 


22 gi 


complete s 


22 gi 


22 gi 


She 


22 gi 


22 gi 
Gammaproteobacteria 


22 gi 


; Gammap 

22 gi| 219857410 

2458757 24601 
Sphingomonadales; Sphingomon 
22 gi| 219857409 

2460248 24616 
Sphingomonadales; Sphingomon 
22 gi| 219857408 

24617 

eriales; 


22 gi 


22 gi 


st 


2390343 23918 
H 


ne 
219857453 
pidimonas. 
219857452 
sequence 

Gammaproteobacteria; Methylococcales; 
219857451 
2413261 24147 


ethylococc 
219857442 


219857426 


219857424 


219857422 


219857413 


219857404 


219857403 


19857470 


llaceae; 


24240 
es; 


rkholderiaceae; 
219857428 


equence 


Gammaproteobacteria; Methylococcales; 


24405 


es; Ecto 


wanellac 


24451 
dales; 


ence 


; Altero 


ial sequ 


24679 
les; Pis 


24694 


eurellaceae. 


alomonadaceae; 
219857463 
2394935 23963 


Halothiobacillaceae; 
219857430 


Alteromonadaceae; 
219857421 


Ectothiorhodospiraceae; 


22 gi|219857492|ref|NR_025080.1| Comamonas 
uence 2352316 2353757 Comamonas 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
22 gi|219857485|ref|NR_025073.1| Haemophilus felis 


76 Haemophilus felis Bacteria; 


Burkholderia fungorum 
fungorum Bacteria; 


ref|NR_025058.1 
30 Burkholderia 


rkholderiaceae; Burkholderia. 
22 gi|219857469|ref|NR_025057.1| Burkholderia 
sequence 2385781 2387256 Burkholderia 
Burkholderiales; Burkholderiaceae; Burkholderia. 
22 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Halomonas. 
ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 

Bartonella. 
ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


ref|NR_025040.1| Methylosarcina 
2411699 2413210 Methylosarcina 
Methylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 

ref|NR_025030.1| Halothiobacillus 

42 2425535 Halothiobacillus kellyi 
Halothiobacillus. 
ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
Cupriavidus. 
NR_025016.1| Methylobacter 
40521 Methylobacter 
Methylococcaceae; 


ref|NR_025014.1| Thioalkalivibrio 
72 2442029 Thioalkalivibrio paradoxus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_025012.1| Shewanella japonica 
41 Shewanella japonica Bacteria; 
eae; Shewanella. 
ref|NR_025010.1| Alishewanella fetalis 
48 2446624 Alishewanella fetalis 
Alishewanella. 
ref|NR_025009.1| Pseudoalteromonas 
2446675 2448124 Pseudoalteromonas 
monadales; Pseudoalteromonadaceae; 


ref|NR_025001.1| Aeromonas salmonicida 
ence 2455783 2457213 Aeromonas 
roteobacteria; Aeromonadales; 


ref|NR_024998.1| Sphingomonas koreensis 
97 Sphingomonas koreensis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024997.1| Sphingomonas aquatilis 
89 Sphingomonas aquatilis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024996.1| Raoultella planticola 
40 2463175 Raoultella planticola 
Enterobacteriaceae; Raoultella. 
ref|NR_024992.1| Thioalkalimicrobium 

28 2469361 Thioalkalimicrobium aerophilum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_024991.1| Thioalkalivibrio 

12 2470870 Thioalkalivibrio nitratis 
Thioalkalivibrio. 


22 gi 


versutus strain AL2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


219857402 


24709 


ref|NR_024990.1| Thioalkalivibrio 
21 2472353 Thioalkalivibrio versutus 


505442 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


505442 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


505442 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


505442 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


505442 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


505442 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


505442 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


505442 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


505442 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


505442 Bacteria_16S 


beliardensis stra 
beliardensis Bact 


505442 Bacteria_16S 


olearium strain S 
Bacteria; Firmicu 


505442 Bacteria_16S 
16S ribosomal RNA, partial sequence 2505486 25069 


strain DSM 12769 


Proteobacteria; G 


505442 Bacteria_16S 


johannae strain C 
johannae Bacteria 


Gluconacetobacter. 
505442 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


505442 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


505442 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


505442 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


505442 Bacteria_16S 


strain A3.12 16S 


Proteobacteria; D 


505442 Bacteria_16S 


palleronii strain 
palleronii Bacter 


505442 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


2479631 2479652 1 22 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481140 2481161 1 22 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482650 2482671 1 22 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485673 2485694 1 22 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487192 2487213 1 22 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488705 2488726 1 22 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490218 2490239 1 22 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491729 2491750 1 22 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ammaproteobacteria; Chromatiales; Ectoth 
2509882 2509903 1 22 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 


Proteobacteria; Alphaproteobacteria; 


ue 
R 


, 


2522041 2522062 1 22 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


se 
te. 


2523521 2523542 1 22 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


se 
te 
22 


2529593 2529614 1 gi 


ammaproteobacteria; Pseudomonadales; Pse 
2532621 2532642 1 22 gi 
etaproteobacteria; Burkholderiales; Burk 
2534158 2534179 1 22 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2544087 2544108 1 22 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2545648 2545669 1 22 gi 


B 


Ss 


v 


505442 Bacteria_16S 


strain ATCC 19624 


219857397 
2478295 24797 


219857396 
2479798 24812 


219857395 
2481316 24827 


219857393 
2484337 24857 


219857392 
2485849 24873 


219857391 
2487368 24888 


219857390 
2488881 24903 


219857389 
2490394 24918 


iorhodos 


219857371 


nce 


219857363 


quence 
ria; Pse 


219857362 


quence 
ria; Pse 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
udomonad 
219857356 
6S ribosomal RNA, partial sequence 2531266 25327 


holderia 


219857355 
2532800 25342 
acteriov 
219857348 


equence 


hodospir 


Burkhold 
219857347 
16S ribosomal RNA, partial sequence 2544276 25457 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref |NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


2499190 2499211 1 22 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

2500727 2500748 1 22 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
ibosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2502288 2502309 1 22 gi|219857381|ref|NR_024969.1| Legionella waltersii 

16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
2503794 2503815 1 22 gi|219857380|ref|NR_024968.1| Legionella 
in Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
eria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
2505295 2505316 1 22 gi|219857379|ref|NR_024967.1| Sporobacterium 
R1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
tes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 
2506851 2506872 1 22 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024959.1| Gluconacetobacter 

2508571 2510017 Gluconacetobacter 
illales; Acetobacteraceae; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ref|NR_024946.1| Pseudomonas fragi 

82 Pseudomonas fragi Bacteria; 

aceae; Pseudomonas. 

ref|NR_024944.1| Cupriavidus pauculus 

49 Cupriavidus pauculus Bacteria; 

ceae; Cupriavidus. 

ref|NR_024943.1| Peredibacter starrii 

56 Peredibacter starrii Bacteria; 

oracaceae; Peredibacter. 

ref|NR_024936.1| Hydrogenophaga 
2542716 2544225 Hydrogenophaga 

eriales; Comamonadaceae; Hydrogenophaga. 

ref |NR_024935.1| Acidovorax facilis 

86 Acidovorax facilis Bacteria; 


etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
2547200 2547221 1 22 gi|219857346|ref|NR_024934.1| Hylemonella gracilis 
16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 


gi 


gi 


219857408 
24617 
219857407 


sequence 


gi 


219857406 


sequence 


gi 


gi 


219857405 
24663 
219857404 


sequence 


gi 
gi 


gi 


gi 


219857403 
24694 
219857402 
24709 
219857401 
24737 
219857400 
24738 
219857399 
24753 
219857398 
24782 
219857397 
24797 
219857396 
24812 
219857395 
24827 
219857394 
24842 
219857393 
24857 
219857392 
24873 
219857391 
24873 
219857390 
24888 
219857389 
24918 
219857388 
24919 
219857387 
24934 
219857386 


sequence 


gi 


219857385 
24963 
219857384 
24978 
219857382 
24993 
219857381 
25009 
219857380 


sequence 


gi 
gi 
gi 


gi 


219857379 
25039 
219857373 
25054 
219857372 
25070 
219857371 


sequence 


gi 


219857370 


sequence 


gi 


219857369 
25115 
219857368 
25130 
219857367 
25160 


ref|NR_024996.1 
40 2463175 
ref|NR_024995.1 
2463226 246471 
ref |NR_024994.1 
2464763 246633 
ref|NR_024993.1 
81 2467877 
ref|NR_024992.1 
2467928 246936 
ref|NR_024991.1 
12 2470870 
ref|NR_024990.1 
21 2472353 
ref|NR_024989.1 
74 
ref|NR_024988.1 
25 2475268 
ref|NR_024987.1 
19 2476773 
ref|NR_024986.1 
44 
ref 
47 
ref 
65 
ref 
74 
ref 
86 
ref 
98 
ref 
17 
ref|NR_024979.1 
68 2488830 
ref|NR_024978.1 
81 2490343 
ref|NR_024977.1 
54 
ref|NR_024976.1 
05 2493349 
ref|NR_024975.1 
00 2494869 
ref|NR_024974.1 
2494920 249625 
ref|NR_024973.1 
07 2497779 
ref|NR_024972.1 
30 2499317 
ref|NR_024970.1 
68 2500857 
ref |NR_024969.1 
08 2502354 
ref|NR_024968.1 
2502405 250387 
ref|NR_024967.1 
25 2505435 
ref|NR_024961.1 
86 2506949 
ref|NR_024960.1 
00 2508520 
ref|NR_024959.1 
2508571 251001 
ref|NR_024958.1 
2510068 251154 
ref|NR_024957.1 
92 2513043 
ref|NR_024956.1 
94 2514560 


NR_024985.1 
NR_024984.1 
NR_024983.1 
NR_024982.1 
NR_024981.1 


NR_024980.1 


ref|NR_024955.1 
64 


Raoultella planticola strain ATCC 33531 16S ribosomal RNA, partial sequence 


Clostridium putrefaciens strain DSM 1291 16S ribosomal RNA, partial 
2 
Lactobacillus mucosae strain CCUG 43179 16S ribosomal RNA, complete 
0 


Clostridium fimetarium strain Z-2189 16S ribosomal RNA, partial sequence 


Thioalkalimicrobium aerophilum strain AL3 16S ribosomal RNA, partial 
1 
Thioalkalivibrio nitratis strain ALJ12 16S ribosomal RNA, partial sequence 


Thioalkalivibrio versutus strain AL2 16S ribosomal RNA, partial sequence 
Smithella propionica strain LYP 16S ribosomal RNA, partial sequence 2472404 
Mycoplasma cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 


Mycoplasma fastidiosum strain 4822 16S ribosomal RNA, partial sequence 


Mycoplasma indiense strain 3T 16S ribosomal RNA, partial sequence 2476824 


Mycoplasma cloacale strain 383 16S ribosomal RNA, partial sequence 2478295 


Mycoplasma falconis strain H/T1l 16S ribosomal RNA, partial sequence 2479798 


Mycoplasma faucium strain DC333 16S ribosomal RNA, partial sequence 2481316 


Mycoplasma gypis strain B1/T1 16S ribosomal RNA, partial sequence 2482825 


Mycoplasma subdolum strain TB 16S ribosomal RNA, partial sequence 2484337 


Mycoplasma spumans strain PG13 16S ribosomal RNA, partial sequence 2485849 
Mycoplasma buccale strain CH20247 16S ribosomal RNA, partial sequence 
Mycoplasma equirhinis strain M432/72 16S ribosomal RNA, partial sequence 
Mycoplasma anseris strain 1219 16S ribosomal RNA, partial sequence 2490394 
Tetrasphaera japonica strain T1-X7 16S ribosomal RNA, partial sequence 
Tetrasphaera australiensis strain 109 16S ribosomal RNA, partial sequence 
Streptococcus orisratti strain ATCC 700640 16S ribosomal RNA, partial 
P Riaseecees koreensis strain DNP505 16S ribosomal RNA, partial sequence 
Thauera chlorobenzoica strain 3CB-1 16S ribosomal RNA, partial sequence 
Azoarcus toluclasticus strain MF63 16S ribosomal RNA, partial sequence 
Legionella waltersii strain 2074-AUS-E 16S ribosomal RNA, partial sequence 
Legionella beliardensis strain Montbeliard Al 16S ribosomal RNA, partial 
Piles gectaatat olearium strain SR1 16S ribosomal RNA, partial sequence 
Alkalispirillum mobile strain DSM 12769 16S ribosomal RNA, partial sequence 
Thermohalobacter berrensis strain CTT3 16S ribosomal RNA, partial sequence 
Gluconacetobacter johannae strain CFN-Cf£55 16S ribosomal RNA, partial 
ores trehalosi strain VKM Ac-942 16S ribosomal RNA, partial 
1 


Nocardiopsis tropica strain VKM Ac-1457 16S ribosomal RNA, partial sequence 


Xylanimicrobium pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 


Caloramator coolhaasii strain Z 16S ribosomal RNA, partial sequence 2514611 


505442 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
505442 Bacteria_16S 


strain C-29 16S r 


strain CIP 105469 
Bacteria; Proteob 


505442 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


505442 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


505442 Bacteria_16S 
train DSM 3953 16S ribosomal RNA, part 
acteria; 


acidaminophilum s 
acidaminophilum B 


505442 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


505442 Bacteria_16S 
rain UCD-1 16S ribosomal RNA, partial 
Betaproteobact 


asinigenitalis st 
asinigenitalis Ba 


505442 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


505442 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


505442 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


505442 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


505442 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


505442 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


505442 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


505442 Bacteria_16S 
in ATCC 49244 16S ribosomal RNA, parti 
Gammaproteobacte 


granulomatis stra 
granulomatis Bact 


505442 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


505442 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


505442 Bacteria_16S 
ain NAG-2N-126 16S ribosomal RNA, part 
Gammaproteobact 


naphthovorans str 
naphthovorans Bac 


505442 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


505442 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


505442 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


505442 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


cteria; 


2550245 2550266 1 22 


2556347 2556368 1 22 


2557913 2557934 1 22 


2562539 2562560 1 22 


2565563 2565584 1 22 


Firmicutes; 
2571672 2571693 1 


Clostridia; 
22 


2576395 2576416 1 22 
Proteobacteria; 


2580793 2580814 1 22 


2582359 2582380 1 22 


16S ribosomal RNA, 


2583929 2583950 1 22 


2585498 2585519 1 22 


2587076 2587097 1 22 
in MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 


2596336 2596357 1 22 


2597902 2597923 1 
16S ribosomal RNA, 


22 


2600889 2600910 1 22 
Proteobacteria; 
2602443 2602464 1 22 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603997 2604018 1 22 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2605551 2605572 1 22 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2608679 2608700 1 22 


eria; 


teria; Proteobacteria; 
2619539 2619560 1 22 
bosomal RNA, partial sequence 


2621094 26211151 22 


2624058 2624079 1 22 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Clost 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


complete sequence 
acteria; Gammaproteobacteria; Pseudomo 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


complete se 
Gammaprote 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


complete sequence 
acteria; Gammaproteobacteria; Pseudomo 


etaproteobacteria; Rhodocyclales; Rhodoc 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi| 219857344 
2548929 25503 
nellaceae; 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857291 
ial sequen 
ridiales; 
219857287 
25702 
seudomonad 
219857284 
sequence 
eria; 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857277 
quence 
obacteria; 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857268 
al sequenc 
ria; Paste 
gi| 219857267 
2601060 26025 
Pasteurellac 
gi| 219857266 
2602614 26041 
Pasteurellac 
gi| 219857265 
2604168 26056 
Pasteurellac 
gi| 219857263 
ial sequen 
eria; Ocea 
gi| 219857253 
2618180 26196 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


219857252 
26197 

Enterobac 
219857249 


gi 


gi 


74 2556489 Pseudo 
seudomonadaceae; 


40 2558055 Pseudo 
acea 


ce 2564201 25657 
Euba 


99 2571813 Ps 
acea 


Burkhold 


20 2580935 Ps 
aceae; 


e 2599506 260100 
urel 


yclaceae; 


ref|NR_024932.1 


tonella. 
NR_024928.1 


Bar 
ref 


ref|NR_024927.1 
e; Pseudomon 
ref|NR_024924.1 
e; Pseudomon 
NR_024922.1 
0 


ref 


cteriaceae; 
ref|NR_024918.1 
e; Pseudomon 
ref|NR_024915.1 
2575008 257651 
eriales; Alc 
ref|NR_024912.1 
Pseudomon 
ref|NR_024911.1 
86 2582507 Ps 
seudomonadaceae; 
ref|NR_024910.1 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 


monas migulae Bacteria; 
as. 


Pseudomonas mosselii 


68 2562680 Pseudomonas mosselii Bacteria; 


acea as. 


Eubacterium 


8 Eubacterium 
Eubacterium. 


Pseudomonas jessenii 


eudomonas jessenii Bacteria; 
as. 


Taylorella 


2 Taylorella 
aligenaceae; Taylorella. 


Pseudomonas cedrina 


eudomonas cedrina Bacteria; 
as. 


Pseudomonas rhodesiae 


eudomonas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


58 2584074 Pseudomonas monteilii 


seudomonadaceae; 
ref|NR_024909.1 


seudomonadaceae 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024902.1 


es; 


Pseudomonas. 
Pseudomonas orientalis 


25 2585640 Pseudomonas orientalis 
, 


Pseudomonas. 
Marinomonas 

4 Marinomonas 

Marinomonas. 

Pseudomonas mandelii 


61 2596478 Pseudomonas mandelii Bacteria; 


aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref |NR_024899.1 


lales; Paste 


ref|NR_024898.1 


urellaceae; 


as. 


Pseudomonas libanensis 


monas libanensis 


Pseudomonas. 
Mannheimia 

9 Mannheimia 

Mannheimia. 

Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia 
NR_024897.1 


eae; 
ref 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia. 
NR_024896.1 


eae; 
ref 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


eae; Mannheimia. 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024884.1 
85 Dechloromonas 

Dechloromonas. 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; 
ref |NR_024879.1 


v 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Dechloromonas agitata 
agitata Bacteria; 


Kluyvera georgiana 
ra georgiana Bacteria; 


Kluyvera. 


Mesorhizobium amorphae 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2625634 2625655 1 22 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


le 


al 
ac 


26227 
Phyll 
219857248 
sequenc 


Ss; 


teria; 


505442 Bacteria_16S 


strain hl 16S rib 


2631736 2631757 1 22 


osomal RNA, partial sequence 


gi 


219857238 
2630432 2631792 Methylarcula terricola Bacteria; 


xX 


31 2624203 Mesorhizobium amorphae 
obacteriaceae; Mesorhizobium. 
ref|NR_024878.1] Rhodanobacter 

e 2624254 2625756 Rhodanobacter 
anthomonadales; Xanthomonadaceae; 


ref|NR_024866.1| Methylarcula terricola 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 


505442 Bacteria_16S 2636222 2636243 1 22 gi|219857234|ref|NR_024862.1| Citrobacter werkmanii 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 2634842 2636362 Citrobacter werkmanii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
505442 Bacteria_16S 2637786 2637807 1 22 gi|219857233|ref|NR_024861.1| Citrobacter farmeri 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 2636413 2637923 Citrobacter farmeri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

505442 Bacteria_16S 2637874 2637899 91 116 gi|219857233|ref|NR_024861.1| Citrobacter farmeri 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 2636413 2637923 Citrobacter farmeri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

505442 Bacteria_16S 2639365 2639386 1 22 gi|219857232|ref|NR_024860.1| Actinobacillus 
succinogenes strain 1302 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Actinobacillus. 

505442 Bacteria_16S 2645534 2645555 1 22 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

505442 Bacteria_16S 2647083 2647104 1 22 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
505442 Bacteria_16S 2648603 2648624 1 22 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 

505442 Bacteria_16S 2650088 2650109 1 22 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

505442 Bacteria_16S 2651591 2651612 1 22 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
6a3 16S ribosomal RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

505442 Bacteria_16S 2653120 2653141 1 22 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

505442 Bacteria_16S 2675588 2675609 1 22 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

505442 Bacteria_16S 2696331 2696352 1 22 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
505442 Bacteria_16S 2710026 2710047 1 22 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

505442 Bacteria_16S 2714406 2714427 1 22 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

505442 Bacteria_16S 2715929 2715950 1 22 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

505442 Bacteria_16S 2717471 2717492 1 22 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

505442 Bacteria_16S 2719000 2719021 1 22 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

505442 Bacteria_16S 2731235 2731256 1 22 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

505442 Bacteria_16S 2734259 2734280 1 22 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

505442 Bacteria_16S 2735749 2735770 1 22 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
505442 Bacteria_16S 2737239 2737260 1 22 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

505442 Bacteria_16S 2741596 2741617 1 22 gi|219857160|ref|NR_024788.1| Agarivorans albus 


strain MKT 106 16 


S ribosomal RNA, partial sequence 


2740223 2741676 Agarivorans albus Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 


505442 Bacteria_ 


strain T7 16S ribosomal RNA, partial sequence 


Proteobacteria; 
505442 Bacteria_ 


Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
16S 2750307 2750328 1 22 gi|219857154|ref|NR_024782.1 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 275045 


nitroreducens Bacteria; 


Diaphorobacter. 
505442 Bacteria_ 


strain Yo-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


505442 Bacteria_ 
strain ATCC15947 
Bacteria; 
505442 Bacteria_ 


strain JCM1680 16S ribosomal RNA, partial sequence 


16S 2744609 2744630 1 22 


gi 


16S 2763842 2763863 1 22 


gi 


Acetoba 
219857142 


16S ribosomal RNA, partial sequence 2762542 27639 


219857158 
2743252 27 


Proteobacteria; Betaproteobacteri Burkholderiales; 
16S 2762389 2762410 1 22 gi| 219857145 |ref|NR_024773.1 
2761077 27624 


447 


ref |NR_024786.1 


Kozakia. 
ref|NR_024770.1 
40 Edwardsiella 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
16S 2765358 2765379 1 22 gi|219857141|ref|NR_024769.1 
2763991 2765456 Edwardsiella 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 


Comamonadaceae; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 
cteraceae; 


Edwardsiella tarda 


tarda ATCC 15947 


Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

505442 Bacteria_16S 2766874 2766895 1 22 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

505442 Bacteria_16S 2780581 2780602 1 22 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

505442 Bacteria_16S 2782048 2782069 1 22 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 


Proteobacteria; 


Proteobacteria; 


505442 Bacteria_16S 


Gammaproteobacteria; Thiotrichales; 
505442 Bacteria_16S 
strain B3-1 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Thiotrichales; 
2785123 2785144 103 


2783514 2783535 1 


22 gi| 219857128 


2782197 27 
124 


gi|219857127 


Thiotrichaceae; 


836 
Thiotrichaceae; 


Thiothrix. 
NR_024756.1 


ref 


Thiothrix. 


ref|NR_024755.1 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 


fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 
505442 Bacteria_16S 
transvaalensis strain SAGM1 16S ribosomal RNA, partial 
transvaalensis Bacteria; 
505442 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
505442 Bacteria_16S 
alcaliphila strain AL15-21 16S ribosomal RNA, partial seq 
alcaliphila Bacteria; 


Microbacteriaceae; 


Pseudomonas. 


505442 Bacteria_16S 
strain 71 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
505442 Bacteria_16S 
kururiensis strain KP23 16S ribosomal RNA, partial sequen 
Proteobacteria; Betaproteobacteria; Burkholderi 
505442 Bacteria_16S 
fermentans strain 


Bacteria; 


Bacteria; 


strain IAM 12409 
Proteobacteria; 


Pseudomonas. 


505442 Bacteria_16S 


strain ATCC 19374 
Bacteria; 


strain ATCC 13522 
Bacteria; 


strain ATCC 12775 
Proteobacteria; 


strain ATCC 33616 


Actinomycetales; 


Firmicutes; 
505442 Bacteria_16S 


Gammaproteobacteria; Enterobacteriales; 
505442 Bacteria_16S 


2795545 2795566 1 22 


gi 
Firmicutes; Clostridia; 


2810630 2810651 1 22 gi 


2816620 2816641 1 22 


gi 
Proteobacteria; 


2825676 2825697 1 22 gi 


Ac 


2836360 2836381 1 22 


gi 


2842443 2842464 1 22 


gi 
Clostridia; Halanaerobiales; 


2848567 2848588 1 22 gi 


2850124 2850145 1 22 


gi 
s 
Proteobacteria; 


2851693 2851714 1 22 


gi 


Proteobacteria; Gammaproteobacteria 


2853262 2853283 1 22 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomona 
505442 Bacteria_16S 


2854795 2854816 1 22 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomona 
505442 Bacteria_16S 


2856365 2856386 1 22 gi 
16S ribosomal RNA, partial sequence 
E 


2857941 2857962 1 22 gi 
16S ribosomal RNA, partial sequence 


se 
Clostrid 


Gammaproteobacteria 


R-9 16S ribosomal RNA, partial sequence 
Halana 


Betaproteobacteri 


dales; 
219856888 


dales; 
219856887 


219857120 
quence 
iales; 
219857110 
2809318 2810728 Asaia 


Asaia. 
219856913 
uence 
Pseudomonadales; 


219856907 
2824364 28257 


28410 


erobiaceae; 
219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
Betaproteobacteria; Burkholderiales; Coma 
505442 Bacteria_16S 
saccharophila strain DSM 654 16S ribosomal RNA, partial 
saccharophila Bacteria; 
505442 Bacteria_16S 

hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 
hibiscicola Bacteria; 


219856889 


28518 


28534 


28549 


nterobacteriaceae. 
219856886 


Clostridiaceae; 


Burkholderiaceae; 


Xanthomonadaceae. 


Pseudomonadaceae; 


ref |NR_024748.1 
2794179 279557 


ref |NR_024738.1 


ref |NR_024734.1 
2815260 281674 


ref |NR_024728.1 
Asaia. 
ref|NR_024721.1 
92 2836452 Burkho 


ref|NR_024715.1 
63 2842500 Halana 
Halanaerobiu 
ref|NR_024711.1 
Delftia. 
ref|NR_024710.1 

2848765 285026 
Coma: 
ref|NR_024709.1 

2850317 285183 
Pseud 


ref |NR_024708.1 
86 2853382 Pseudo 


ref|NR_024707.1 
33 2854934 Pseudo 


ref |NR_024706.1 
85 2856506 Pseudo 


ref|NR_024705.1 


siamensis Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Okibacterium 
8 Okibacterium 


Micrococcineae; 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Asaia siamensis strain 
Proteobacteria; 


Pseudomonas 
8 Pseudomonas 


Pseudomonadaceae; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 
etobacteraceae; 
219856900 
ce 28349 
ales; 
219856896 


Burkholderia 

lderia kururiensis 
Burkholderia. 
Halanaerobium 
erobium fermentans 
m. 

Delftia acidovorans 


14 Delftia acidovorans Bacteria; 
monadaceae; 
219856891 
equence 
Burkholderiales; 
219856890 
sequence 
Pseudomonadales; 


Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 

5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas cissicola 


2856557 2858059 Pseudomonas cissicola 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


505442 Bacteria_16S 
strain ATCC 49968 
Bacteria; 
505442 Bacteria_16S 


n 
2 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; 


505442 Bacteria_16S 


strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


505442 Bacteria_16S 
echinoides strain 


Sphingomonas. 
505442 Bacteria_16S 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


stanieri Bacteria; 
Marinobacterium. 
505442 Bacteria_16S 
huttiense strain 


Herbaspirillum. 
505442 Bacteria_16S 


2859478 2859499 1 


2862539 2862560 1 


2864080 2864101 1 


2865596 2865617 1 


2867163 2867184 1 


2868711 2868732 1 


2893374 2893395 1 


22 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


22 


22 


22 


ATCC 14820 16S ribosomal RNA, partial sequence 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


22 


22 


ATCC 14670 16S ribosomal RNA, partial 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


22 


strain S-1 16S ribosomal RNA, partial sequence 


505442 Bacteria_16S 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 
thermoluteolus Bacteria; 


Hydrogenophilus. 
505442 Bacteria_16S 


plecoglossicida strain FPC951 16S ribosomal RNA, partial 
plecoglossicida Bacteria; 


Pseudomonas. 
505442 Bacteria_16S 
japonensis strain 
Bacteria; 
505442 Bacteria_16S 


carotinifaciens strain E-396 16S ribosomal RNA, 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
505442 Bacteria_16S 
minutulum strain 


505442 Bacteria_16S 
strain IFO 15467 


505442 Bacteria_16S 
japonicum strain 


505442 Bacteria_16S 
jannaschii strain 


Marinobacterium. 
505442 Bacteria_16S 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial seq 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


505442 Bacteria_16S 
multivorum strain 


Acidiphilium. 
505442 Bacteria_16S 


strain JCM1240 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


505442 Bacteria_16S 


2919362 2919383 1 
Proteobacteria; 
2920891 2920912 1 
Proteobacteria; 


2923982 2924003 1 


2926823 2926844 1 


2928380 2928401 1 


2931363 2931384 1 


2932870 2932891 1 


2934383 29344041 


2935891 2935912 1 


2937371 29373921 


AIU 301 16S ribosomal RNA, 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


2948089 2948110 1 


2949579 2949600 1 


22 


Betaproteobacteria; 


22 


Gammaproteobacteria; 


22 


12-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


22 gi| 219856839 
complete sequence 

Rh 

22 gi| 219856838 


ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


22 


16S ribosomal RNA, partial sequence 2930007 29314 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobac 


22 


ATCC 19191 16S ribosomal RNA, partial 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; 


22 


IFO 15466 16S ribosomal RNA, partial 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; 


22 


22 


22 


22 


strain JCM1235 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


505442 Bacteria_16S 


2951067 2951088 1 


22 


strain JCM1237 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


505442 Bacteria_16S 


2952568 2952589 1 


22 


strain JCM1234 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


505442 Bacteria_16S 


2954066 2954087 1 


22 


strain JCM6051 16S ribosomal RNA, partial sequence 


complete sequence 


219856885 
28581 


gi 
gi|219856883 
gi|219856882 


gi| 219856881 


219856880 


gi 


219856879 
sequence 


gi 


gi|219856861 
2892009 28935 


gi|219856844 


219856843 
sequence 
Ps 


gi 


219856841 
29226 


gi 


sequence 
Oceanosp 


gi| 219856836 


219856835 
sequence 


gi 


219856834 
sequence 


gi 


gi| 219856833 


gi| 219856832 
Rhodosp 


gi|219856825 
2946729 29481 


gi| 219856824 
2948221 29496 


gi| 219856823 
2949709 29511 


gi|219856822 
2951208 29526 


Burkholderiales; 


Sphingomonadales; 


Alteromonadales; 


Oceanospirillales; 


Alteromonadales; 


ref |NR_024704.1 


ref |NR_024702.1 


ref|NR_024701.1 


ref |NR_024700.1 
2864276 286573 


ref|NR_024699.1 
2865789 286730 


ref|NR_024698.1 
2867356 286884 


ref|NR_024680.1 


ref|NR_024663.1 
2918000 291946 


ref|NR_024662.1 
2919511 292100 


ref|NR_024660.1 


ref |NR_024658.1 
2925520 292697 


ref|NR_024657.1 

2927022 292847 
irillales; 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024654.1 
2931509 293296 


ref|NR_024653.1 
2933018 293448 
Altero 


ref |NR_024652.1 
uence 293453 
Oceanospirillale 
ref|NR_024651.1 

2936039 293748 
irillales; Aceto 
ref|NR_024644.1 
teriaceae; Serra 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 


gi| 219856821 


Pseudomonas lundensis 


10 2859620 Pseudomonas lundensis 
adales; Pseudomonadaceae; 


Pseudomonas. 
Curvibacter 


2861171 2862678 Curvibacter 
Comamonadaceae; 


Curvibacter. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
Pseudomonas. 


Sphingomonas 
8 Sphingomonas 


Sphingomonadaceae; 


Marinobacterium 
5 Marinobacterium 


Alteromonadaceae; 


Herbaspirillum 
5 Herbaspirillum 


Oxalobacteraceae; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Hydrogenophilus 
0 Hydrogenophilus 


Hydrogenophilales; Hydrogenophilaceae; 


Pseudomonas 
8 Pseudomonas 


eudomonadales; Pseudomonadaceae; 


Pseudoxanthomonas 


17 2924080 Pseudoxanthomonas japonensis 


Pseudoxanthomonas. 
Paracoccus 
1 Paracoccus 


odobacterales; Rhodobacteraceae; 


Marinospirillum 
7 Marinospirillum 


Marinospirillum. 


Oceanobacter kriegii 


kriegii Bacteria; 


Pseudospirillum 
7 Pseudospirillum 


Pseudospirillum. 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Oceanospirillum 

1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Acidiphilium 

9 Acidiphilium 
bacteraceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 


ref|NR_024640.1 


Enterobacter asburiae 


2952708 2954129 Enterobacter asburiae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


cloacae complex. 
505442 Bacteria_ 


ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


505442 Bacteria_ 


strain LMG 2542 1 
G 


Proteobacteria; 
505442 Bacteria_ 


resinovorans stra 
resinovorans Bact 


Pseudomonas. 
505442 Bacteria_ 


citronellolis str 
citronellolis Bac 


Pseudomonas. 


505442 Bacteria_16S 
strain PCl 16S ri 
G 


Proteobacteria; 


505442 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; 


505442 Bacteria_16S 


strain LS-13 16S 
Proteobacteria; 


505442 Bacteria_16S 


strain 441-1 16S 
Proteobacteria; 


caldus strain KU 
Proteobacteria; 


europaeus strain 
Bacteria; 


fornicalis Bacter 


505442 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


505442 Bacteria_16S 


immobile strain E 


Bacteria; Proteob 


505442 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


505442 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


505442 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


505442 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


505442 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


505442 Bacteria_16S 


mechernichensis s 
mechernichensis B 


505442 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


G 
G 
G 


505442 Bacteria_16S 


G 
505442 Bacteria_16S 


Proteob 
505442 Bacteria_16S 
fornicalis strain 


S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3055904 3055925 1 22 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


er 


1 
er 


3057417 3057438 1 22 gi 
train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


se 
ct 


3058957 3058978 1 22 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


se 
ia 


3060454 3060475 1 22 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3061995 3062016 1 22 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3063467 3063488 1 22 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


gi 
oc 


eq 
te. 


s 
er 


505442 Bacteria_16S 


3052993 30544 


iaceae; 


219846885 
sequence 
Rhod 


ia; 


219846884 


quence 


219846883 


quence 


v 


219846882 
3059104 30605 
yclaceae 
219846881 


uence 
ria; 


ia; Rho 


3072332 3072353 1 22 


gi 


219846874 


eria; Ae 


Aeromo 


Rho 


219846880 
equence 


16S 2961477 2961498 1 22 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 

ia; Alteromonadales; Colwelliaceae; Colwellia. 

16S 2967639 2967660 1 22 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 

6S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 

ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

16S 2972221 2972242 1 22 gi|219846942|ref|NR_026534.1| Pseudomonas 

in LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 

eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

16S 2973736 2973757 1 22 gi|219846941|ref|NR_026533.1| Pseudomonas 

ain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 

teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

2975298 2975319 1 22 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
bosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

2990549 2990570 1 22 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
6S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

2992085 2992106 1 22 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

2993576 2993597 1 22 gi|219846928|ref|NR_026520.1| Legionella brunensis 
ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

2998144 2998165 1 22 gi|219846925|ref|NR_026517.1| Acidithiobacillus 
16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 
ammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 

3004329 3004350 1 22 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 

3010319 3010340 1 22 gi|219846917|ref|NR_026509.1| Lactobacillus 

TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

3014868 3014889 1 22 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 

ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

3026828 3026849 1 22 gi|219846906|ref|NR_026498.1| Phenylobacterium 

16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 

3054358 3054379 1 22 gi|219846886|ref|NR_026478.1| Formivibrio citricus 


82 Formivibrio citricus Bacteria; 
Formivibrio. 
ref|NR_026477.1 

3054533 305602 
ocyclales; Rhodo 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


ref|NR_026476.1 
3056079 305754 
romonadales; Suc 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


ref|NR_026475.1 
3057592 305905 
nadales; Succini 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 
; Thauera. 
ref |NR_026473.1 
3060645 306213 
docyclales; Rhod 
ref |NR_026472.1 
3062186 306360 
obacterales; Rho 


Thauera 

5 Thauera 
ocyclaceae; Thauera. 
Sulfitobacter 

0 Sulfitobacter 
dobacteraceae; 


d 


ref 


NR_026466.1| Methylocella palustris 


strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


505442 Bacteria_16S 
limneticum strain cda-1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocycl 
505442 Bacteria_16S 


3075293 3075314 1 


3078346 3078367 1 


22 gi 


22 gi 


caribensis Bacteria; Proteobacteria; Betaproteobacteria 
505442 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


505442 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


505442 Bacteria_16S 


strain N2 16S rib 


505442 Bacteria_16S 


strain Nl 16S rib 


505442 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


16S 


505442 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


ia; 


505442 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


505442 Bacteria_16S 


strain A901/1 16S 


505442 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


505442 Bacteria_16S 


DSM 11303 16S rib 


Deinococcus-Thermus; 
505442 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


ia; 


505442 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 


16S 


505442 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


505442 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; 


172 


505442 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


505442 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


ria; 


505442 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


ria; 


505442 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


ain 


505442 Bacteria_16S 


strain DSM 3963 1 
Deinococcus-Therm 


us; 


505442 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; G 


505442 Bacteria_16S 
strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


osomal 
Proteobacteria; Alphaproteobacteria; 


osomal 
Proteobacteria; Alphaproteobacteria; 
etaproteobacteria; 


star-1 


n TF2 1 
acteria; 


riboso 
Proteobacteria; Alphaproteobacteria; 


16S ribosomal 
acteria; 


osomal 


DSM 38 


in EL-2 
eria; 


ribosomal RNA, 
bacillales; 


n DSM 2 


n DSM 2 


teria; 


6S ribo 


riboso 
ammaproteobacteria; 


3079842 3079863 1 


3096466 3096487 1 


3108387 3108408 1 


RNA, 


3109852 3109873 1 
RNA, 


3114418 3114439 1 
ribosomal RNA, 


3117497 3117518 1 


complete sequence 
Rhodobacterales; 


complete sequence 
Rhodobacterales; 


22 gi 


n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


22 gi 


n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromonada 
219846850 
3107102 31085 
Rho 
219846849 
3108566 31099 
Rho 
219846846 


22 gi 


22 gi 


22 gi 


complete sequence 
Rhodocyclales; 


22 gi 


Proteobacteria; Gammaproteobacteri 


3119011 3119032 1 


3135372 3135393 1 


3144448 3144469 1 


3147458 3147479 1 


Deinococci; 
3150535 3150556 1 


6S ribosomal RNA, 
Alphaproteobacteria; Rhodospi 


mal RNA, partial sequence 
Rhodobacterales; 


RNA, partial sequence 
Deinococcales; 


22 gi 
complete sequ 


22 gi 


22 gi 


RNA, partial sequence 
Alphaproteobacteria; Rhodobac 


22 gi 
Deinoco 


22 gi 


02 16S ribosomal RNA, partial s 


Proteobacteria; Gammaproteobacteri 


3153689 3153710 103 
ribosomal RNA, partial sequence 3152235 31537 
cteridae; Actinomycetales; Micr 


3162776 3162797 1 


3164239 3164260 1 
16S 


3165825 3165846 1 


3167332 3167353 1 


3168848 3168869 1 


3170364 3170385 1 
DSM 
3171881 3171902 1 


Deinococci; 
3173416 3173437 1 


3178011 3178032 1 


partial sequence 
Lactobacillaceae; 


0551 16S ribosomal 
Deinococcus-Thermus; 


0539 16S ribosomal 
Deinococcus-Thermus; 


mal RNA, partial sequence 
Chromatiales; 


124 gi 


22 gi 


19 16S ribosomal RNA, partial s 
Proteobacteria; Alphaproteobacte 


22 gi 


ribosomal RNA, partial sequenc 
Rhodobacterales; 


R 
22 gi 
Lactobac 
22 gi 
RNA, partial 
Deinococci; 
22 gi 
RNA, partial 
Deinococci; 
22 gi 


20540 16S ribosomal RNA, parti 
Deinococcus-Thermus; 


22 gi 
Deinoco 
22 gi 
Chro: 


22 gi 


Rhodoc 
219846844 
16S ribosomal RNA, partial seque 


Deinococci; 


en 
al 


v 


en 
el 


en 


a; 


en 
ri 


te 


cc 
eq 
a; 
oc 
eq 


ri. 


e 


ho 


il 


s 
De 


s 
De 


al 


v 


cc 


ma 


219846872 


219846870 
caribensis strain MWAP64 16S ribosomal RNA, partial seque 


219846869 


219846858 


219846843 


219846 
3134094 31355 
Rho 
219846 


219846 
3146120 31475 
219846822 


219846820 


219846814 


219846813 
219846812 
3164429 316 


219846810 


219846809 


219846808 


219846807 
somal RNA, partial sequence 3170548 31720 
Deinococcales; 
219846806 
3172065 31735 


ref |NR_026464.1 
ce 3073912 3075441 Ferrib 
es; Rhodocyclaceae; Ferr 
ref |NR_026462.1 
nce 3076975 307840 
Burkholderiales; Burkhol 
ref|NR_026461.1 
57 3079982 Desulf 
Desulfurellaceae; 
ref|NR_026450.1 
79 3096617 Rumino 
Succinivibrionaceae 
ref |NR_026442.1 


ce 30784 
lales; 


ce 30950 


les; 


Rhodovulu: 
NR_026441.1 


dobacteraceae; 
ref 


dobacteraceae; Rhodovulu 
ref|NR_026438.1 

3113039 3114569 Azoarc 
yclaceae; Azoarcus. 
ref|NR_026436.1 
nce 3116131 311762 
Alteromonadales; Psychr 


ref|NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref|NR_026424.1 


ce 31176 
llales; 
832 


dobacteraceae; Paracoccu 
826|ref|NR_026418.1 

3143169 3144565 Sulfit 
rales; Rhodobacteraceae; 
824|ref|NR_026416.1 


Deinococcus. 
ref|NR_026414.1 
uence 3149167 315062 
Chromatiales; Chromatia 
ref|NR_026412.1 


aceae; 


occineae; 
ref 


Intrasporangia 
NR_026406.1 
uence 161511 316291 
a; Rhodobacterales; Rhod 


Ww 


ref |NR_026405.1 
3162961 3164378 Roseov 
dobacteraceae; Roseovari 
ref |NR_026404.1 
5945 Lactobacillus 


lus. 


ref|NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
inococcales; Deinococcac 
ref |NR_026400.1 
sequence 3169032 317049 
Deinococcales; Deinococc 
ref |NR_026399.1 


Ww 


equence 
inococcales; 
ref 


Ww 


equence 


Deinococcus. 
ref|NR_026398.1 


aceae; 


tiaceae; Thiorhodococcus 


219846803 


Ferribacterium 
acterium limneticum 
ibacterium. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 

Desulfurella 
urella multipotens 

Desulfurella. 

Ruminobacter 
bacter amylophilus 
; Ruminobacter. 

Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Gluconacetobacter 
acetobacter intermedius 
; Gluconacetobacter. 

Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


s. 
Sulfitobacter 

obacter pontiacus 
Sulfitobacter. 
Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Antarctobacter 

0 Antarctobacter 

obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Lactobacillus kunkeei 
kunkeei Bacteria; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


ref|NR_026395.1 


Pseudomonas graminis 


505442 Bacteria_16S 3182506 3182527 1 22 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3184058 3184079 1 22 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3185610 3185631 1 22 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3187162 3187183 1 22 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3188714 3188735 1 22 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

505442 Bacteria_16S 3190266 3190287 1 22 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3191818 3191839 1 22 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3193370 3193391 1 22 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3194920 3194941 1 22 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3196472 3196493 1 22 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

505442 Bacteria_16S 3205379 3205400 1 22 gi|219846785|ref|NR_026377.1| Treponema amylovorum 


strain HA2P 16S r 
Spi 
505442 Bacteria_16S 


Spirochaetes; 


strain IFO 10550 


strain IFO 15498 


Bacteria; 


Proteobacteria; 


strain LMG 2142 1 


Proteobacteria; 


Proteobacteria; 


strain ATCC 13313 
Proteobacteria; 


strain ATCC 29903 
Proteobacteria; 


strain LMG 5743 1 
Proteobacteria; 


505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


G 


ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 


3209878 3209899 1 22 gi 


Sphingomonadales; 
3211370 32113911 22 gi 


Sp 


Sphingomonadales; 
3222004 3222025 1 22 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3223523 32235441 22 gi 
train Wlr3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobac 


Sp 


en 
ri 


se 
te 


3228043 3228064 1 

osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3262726 3262747 1 22 gi 


22 gi 


on 


Sphingomonadales; 
3268714 3268735 1 22 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3270247 3270268 1 22 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3271819 3271840 1 22 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3273357 3273378 1 22 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3290012 3290033 1 22 gi 


Sp 


io 


pt 


E 


E 


ammaproteobacteria; Xanthomonadales; Xan 


3291537 3291558 1 22 gi 


3204032 32054 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 
lividum strain DS 
Proteob 
505442 Bacteria_16S 
agaricidamnosum s 
agaricidamnosum B 
Janthinobacterium. 
505442 Bacteria_16S 
CECT 4600 16S rib 
G 
505442 Bacteria_16S 


219846773 


219846772 


219846769 
3226672 32281 


219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 
strain L2 16S rib 
G 
505442 Bacteria_16S 
strain Feox-1 16S 
B 
505442 Bacteria_16S 


219846742 
3267345 32688 


219846741 
3268876 32703 


219846740 
219846739 
219846728 


6S ribosomal RNA, partial sequence 3288642 32901 


219846727 


hingomon 


hingomon 


ce 32206 
ales; Ox 


quence 
ria; Bur 


aceae; V 


hingomon 


nellacea 


othrix. 


32704 
nterobac 


32719 
nterobac 


thomonad 


74 Treponema amylovorum Bacteria; 


ref |NR_026374.1 
11 Sphingomonas mali Bacteria; 
adaceae; Sphingomonas. 
ref |NR_026373.1| Sphingomonas 
03 Sphingomonas pruni Bacteria; 
adaceae; Sphingomonas. 
ref|NR_026365.1| Janthinobacterium 
51 3222119 Janthinobacterium lividum 
alobacteraceae; Janthinobacterium. 
ref|NR_026364.1| Janthinobacterium 
3222170 3223638 Janthinobacterium 
kholderiales; Oxalobacteraceae; 


Sphingomonas mali 


pruni 


ref|NR_026361.1| Vibrio tapetis strain 
43 Vibrio tapetis Bacteria; 

ibrio. 
ref|NR_026338.1| Sphingomonas trueperi 
78 Sphingomonas trueperi Bacteria; 
adaceae; Sphingomonas. 

ref |NR_026334.1| Legionella lytica 

25 Legionella lytica Bacteria; 

e; Legionella. 
ref |NR_026333.1| Leptothrix mobilis 
96 Leptothrix mobilis Bacteria; 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shigella. 

ref|NR_026320.1| Xanthomonas populi 
16 Xanthomonas populi Bacteria; 
aceae; Xanthomonas. 


Shigella dysenteriae 
la dysenteriae Bacteria; 
ilay 

Shigella flexneri 

la flexneri Bacteria; 


ref|NR_026319.1| Xanthomonas oryzae 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


505442 Bacteria_16S 


strain LMG 708 16 
Proteobacteria; G 


505442 Bacteria_16S 


strain LMG 538 16 
Proteobacteria; G 


505442 Bacteria_16S 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


505442 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


505442 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


505442 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


505442 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


505442 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


505442 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


505442 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


505442 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


505442 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


505442 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


505442 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


505442 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


505442 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


505442 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


505442 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


505442 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


505442 Bacteria_16S 


3293089 32931101 22 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3294641 3294662 1 22 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3296191 3296212 1 22 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


3299243 3299264 1 22 


gi 


strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3300751 3300772 1 22 gi 


ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


3312866 3312887 1 22 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 

3320510 3320531 1 22 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


3350884 3350905 1 22 


gi 
etaproteobacteria; Burkholderiales; Bu 
3353952 3353973 1 22 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3376908 3376929 1 22 gi 


ubsp. senegalense strain DSM 7379 16S 


Halanaerobiaceae; Halanaerobium. 
3383045 3383066 1 22 gi 
ATCC 33146 16S ribosomal RNA, complet 


ia; Proteobacteria; Gammaproteobacteri 


3383128 3383157 86 115 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


3384583 3384604 1 22 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3384666 3384695 86 115 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3386109 3386130 1 22 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


3387582 3387603 1 22 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3389095 3389116 1 22 gi 


ammaproteobacteria; Chromatiales; Chro 
3395122 3395143 103 124 gi 


ctinobacteridae; Actinomycetales; Micr 
3399662 3399683 103 124 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3419218 3419239 1 22 gi 
IFO 3264 16S ribosomal RNA, partial se 


3420773 34207941 22 


gi 


a; Proteobacteria; Alphaproteobacteria; 


219846726 


3291719 32932 


anthomonad 
219846725 


3293271 32947 


anthomonad 
219846724 
equence 

ia; Xantho: 


’ 


219846722 
al sequenc 
stridiales 
219846721 
quence 
eria; Thio 


219846712 


3311548 33129 


Sphingomon 
219846706 
equence 
cteria; Oc 


219846684 


6S ribosomal RNA, partial sequence 3349528 33510 


rkholderia 
219846682 


3352589 33540 


219846661 
e sequence 
a; Thiotri 


219846661 
e sequence 
a; Thiotri 


219846660 
33832 
ciricketts 
219846660 
33832 
ciricketts 
219846659 
1 sequence 
ia; Oceano 


v 


219846658 

33862 
Halomonad 

219846653 


16S ribosomal RNA, partial sequence 3387742 33891 


matiaceae; 
219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


ococcineae 

219846646 
sequence 

Actinomyc 


219846632 
quence 
Rhodospi 


v 


219846631 


ref|NR_026318.1 


acea 
ref 


e; Xanthomon 
NR_026317.1 
aceae; Xanthomon 
NR_026316.1 
3294823 329632 
monadales; Xanth 


ref|NR_026314.1 
e 3297885 329934 
; Blautia. 
ref|NR_026313.1 

3299393 330087 
trichales; Pisci 


ref |NR_026304.1 
adaceae; Sphingo 
ref |NR_026298.1 

3319157 332063 


eanospirillales; 


ref |NR_026276.1 


; Paucimonas 
NR_026274.1 


ceae 
ref 


NR_026253.1 
3381669 338315 
es; Pisciric 


NR_026253.1 
3381669 338315 
Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026251.1 

3384746 338616 
spirillales; Hal 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref|NR_026245.1 


bdochromatiu 
NR_026241.1 


Rha 
ref 
; Brevibacteriac 
ref |NR_026238.1 

3398202 339968 
etales; Micrococ 


ref|NR_026224.1 
3417892 341936 
rillales; Acetob 


ref|NR_026223.1 


Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Blautia 
2 Blautia 


Methylophaga 
9 Methylophaga 


rickettsiaceae; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 

Halomonas 
3 Halomonas 
Halomonadaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Halomonadaceae; Halomonas. 
219846666 |ref|NR_026258.1| Halanaerobium 
ribosomal RNA, partial sequence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Pseudoalteromonas 


rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


505442 Bacteria_16S 3422251 3422272 1 22 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
505442 Bacteria_16S 3423735 3423756 1 22 gi|219846629|ref|NR_026221.1| Pseudoalteromonas 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
505442 Bacteria_16S 3425218 3425239 1 22 gi|219846628|ref|NR_026220.1| Pseudoalteromonas 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 3423861 3425283 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonadaceae; Pseudoalteromonas. 
505442 Bacteria_16S 3426696 3426717 1 22 gi|219846627|ref|NR_026219.1| Pseudoalteromonas 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 3426769 Pseudoalteromonas 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
505442 Bacteria_16S 3428177 3428198 1 22 gi|219846626|ref|NR_026218.1| Pseudoalteromonas 
atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 3426820 3428242 Pseudoalteromonas 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


505442 Bacteria_16S 3429657 3429678 1 22 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

505442 Bacteria_16S 3438159 3438180 1 22 gi|219846618|ref|NR_026210.1| Acinetobacter 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

505442 Bacteria_16S 3439669 3439690 1 22 gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii 
DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

505442 Bacteria_16S 3441178 3441199 1 22 gi|219846616|ref|NR_026208.1| Acinetobacter junii 
strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

505442 Bacteria_16S 3442688 3442709 1 22 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 


505442 Bacteria_16S 3444197 3444218 1 22 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
505442 Bacteria_16S 3452042 3452063 103 124 gi|219846609|ref|NR_026201.1| Thermotoga elfii 


strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 3452089 Thermotoga elfii Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
505442 Bacteria_16S 3503547 3503568 103 124 gi|219846574|ref|NR_026166.1| Brevibacterium linens 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
505442 Bacteria_16S 3523292 3523313 1 22 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
505442 Bacteria_16S 3547959 3547980 103 124 gi| 219846545 |ref|NR_026137.1| Porphyromonas cansulci 
strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
505442 Bacteria_16S 3549493 3549514 103 124 gi|219846544|ref|NR_026136.1| Porphyromonas 
cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 3548038 3549521 Porphyromonas 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
505442 Bacteria_16S 3553985 3554006 1 22 gi| 219846541 |ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 


505442 Bacteria_16S 3557099 3557120 1 22 gi|219846538|ref|NR_026130.1| Zoogloea ramigera 
strain 106 16S ribosomal RNA, partial sequence 3555718 3557247 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

505442 Bacteria_16S 3558699 3558720 1 22 gi| 219846537 |ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

505442 Bacteria_16S 3560179 3560200 1 22 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

505442 Bacteria_16S 3561694 3561715 1 22 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

505442 Bacteria_16S 3566180 3566201 1 22 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
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3598128 3598149 1 22 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3604304 3604325 1 22 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Sinorhizobium. 


505442 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


505442 Bacteria_16S 


strain CIP 7430 
Proteobacteria; G 


505442 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


505442 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


505442 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


505442 Bacteria_16 


strain USDA 1844 


3605942 3605963 103 124 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; Flavobact 


3613319 3613340 1 22 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
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’ 
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219857341 


sequence 


gi 


219857340 
25549 
219857339 
25565 
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gi 


219857289 

25673 
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ref|NR_024954.1 

2516115 251756 
ref|NR_024953.1 
11 2519099 
ref |NR_024952.1 
50 2520614 
ref|NR_024951.1 
65 2522094 
ref |NR_024950.1 
45 2523617 
ref |NR_024949.1 
68 2525153 
ref |NR_024948.1 
sequence 252520 
ref |NR_024947.1 
73 2528174 
ref|NR_024946.1 
25 2529682 
ref|NR_024945.1 
33 2531215 
ref|NR_024944.1 
66 2532749 
ref |NR_024943.1 
00 2534256 
ref |NR_024942.1 
07 2535783 
ref|NR_024941.1 
34 2537142 
ref |NR_024940.1 
93 2538546 
ref |NR_024939.1 
97 2539930 
ref |NR_024938.1 
81 2541281 
ref |NR_024937.1 
32 2542665 
ref |NR_024936.1 

2542716 254422 
ref |NR_024935.1 
76 2545786 
ref |NR_024934.1 
37 2547323 
ref |NR_024933.1 
74 2548878 
ref |NR_024932.1 
29 2550343 
ref |NR_024931.1 
255039 
ref |NR_024930.1 
53 2553362 
ref |NR_024929.1 

2553413 255492 
ref |NR_024928.1 
74 2556489 
ref |NR_024927.1 
40 2558055 
ref |NR_024926.1 
06 2559614 
ref|NR_024925.1 
65 2561117 
ref |NR_024924.1 
68 2562680 
ref |NR_024923.1 

2562731 256415 
ref |NR_024922.1 

2564201 256570 
ref|NR_024921.1 

2565759 256728 
ref|NR_024920.1 
39 2568717 


ref|NR_024919.1 
68 2570248 


Arthrobacter chlorophenolicus strain A-6 16S ribosomal RNA, partial 
Streptomyces yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 
Slackia exigua strain ATCC 700122 16S ribosomal RNA, partial sequence 
Pseudomonas thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 
Pseudomonas brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 
Desulfotalea arctica strain LSv514 16S ribosomal RNA, partial sequence 


Campylobacter hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal 


Saat oeanaRataa alkaliphilum strain S1 16S ribosomal RNA, partial sequence 
Pseudomonas fragi strain ATCC 4973 16S ribosomal RNA, partial sequence 
Clostridium gasigenes strain DSM 12272 16S ribosomal RNA, partial sequence 
Cupriavidus pauculus strain LMG 3413 16S ribosomal RNA, partial sequence 
Peredibacter starrii strain A3.12 16S ribosomal RNA, partial sequence 
Friedmanniella capsulata strain Ben 108 16S ribosomal RNA, partial sequence 
Hyphomonas oceanitis strain SCH-89 16S ribosomal RNA, partial sequence 
Hyphomonas rosenbergii strain VP-6 16S ribosomal RNA, partial sequence 
Hyphomonas hirschiana strain VP-5 16S ribosomal RNA, partial sequence 
Hyphomonas johnsonii strain MHS-2 16S ribosomal RNA, partial sequence 
Hyphomonas adhaerens strain MHS-3 16S ribosomal RNA, partial sequence 
Hydrogenophaga palleronii strain CCUG 20334 16S ribosomal RNA, partial 
Acidovorax facilis strain CCUG 2113 16S ribosomal RNA, partial sequence 
Hylemonella gracilis strain ATCC 19624 16S ribosomal RNA, partial sequence 
Desulfosporosinus meridiei strain S10 16S ribosomal RNA, partial sequence 
Bartonella koehlerae strain C-29 16S ribosomal RNA, partial sequence 


Bacillus subtilis subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, 


4 2551802 


Streptacidiphilus albus strain JL 83 16S ribosomal RNA, complete sequence 
Streptacidiphilus carbonis strain JL 415 16S ribosomal RNA, complete 
Pseudomonas gessardii strain CIP 105469 16S ribosomal RNA, partial sequence 
Pseudomonas migulae strain CIP 105470 16S ribosomal RNA, partial sequence 
Eubacterium aggregans strain SR12 16S ribosomal RNA, partial sequence 
Aminobacterium mobile strain ILE-3 16S ribosomal RNA, partial sequence 
Pseudomonas mosselii strain CIP 105259 16S ribosomal RNA, partial sequence 
Helicobacter mesocricetorum strain MU97-1514 16S ribosomal RNA, partial 
Eubacterium acidaminophilum strain DSM 3953 16S ribosomal RNA, partial 
Anaeromusa acidaminophila strain DSM 3853 16S ribosomal RNA, partial 
Nitrobacter alkalicus strain AN1 16S ribosomal RNA, partial sequence 


Clostridium frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
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ref|NR_026056.1| Glaciecola pallidula 
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39 Erwinia persicina Bacteria; 
teriaceae; Erwinia. 

ref|NR_026048.1| Brenneria nigrifluens 
45 Brenneria nigrifluens Bacteria; 
teriaceae; Brenneria. 

ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026046.1| Pectobacterium 

nce 3672704 3674161 Pectobacterium 
erobacteriales; Enterobacteriaceae; 


ref|NR_026045.1| Pantoea ananatis 
66 Pantoea ananatis Bacteria; 
teriaceae; Pantoea. 
ref|NR_026044.1| Halanaerobium 
3675717 3677244 Halanaerobium 
anaerobiaceae; Halanaerobium. 
ref|NR_026040.1| Octadecabacter 
64 3683252 Octadecabacter arcticus 
hodobacteraceae; Octadecabacter. 
ref|NR_026033.1| Methylosphaera 
15 3693865 Methylosphaera hansonii 
ethylococcaceae; Methylosphaera. 
ref|NR_026030.1| Actinobacillus 
71 3696836 Actinobacillus porcinus 
steurellaceae; Actinobacillus. 
ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


ref|NR_026016.1| Sagittula stellata 

90 Sagittula stellata Bacteria; 

aceae; Sagittula. 

ref|NR_026015.1| Halothiobacillus 
3717841 3719344 Halothiobacillus 

iales; Halothiobacillaceae; 

ref|NR_025992.1| Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 
ibrio. 
ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 


ibrio. 
ref|NR_025989.1| Mycoplasma 
3750418 3751892 Mycoplasma 
; Mycoplasma. 
ref|NR_025988.1| Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


ref|NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025975.1| Ralstonia syzygii 

22 Ralstonia syzygii Bacteria; 

ceae; Ralstonia. 

ref|NR_025965.1| Mycoplasma 

21 3785045 Mycoplasma leonicaptivi 
ref|NR_025958.1| Polaromonas vacuolata 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 


505442 Bacteria_16S 


3796968 3796989 1 


22 


strain S51-W 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliace 


505442 Bacteria_16S 


3798495 3798516 1 


22 


strain PS-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


505442 Bacteria_16S 
strain PS6 16S ri 
Tenericutes; Moll 
505442 Bacteria_16S 
strain B62 16S ri 
Proteobacteria; 
505442 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 
505442 Bacteria_16S 
salegens strain D 
salegens Bacteria; 
505442 Bacteria_16S 
hydrothermalis st 


hydrothermalis Bacteria; 


Halothiobacillus. 
505442 Bacteria_16S 
parahaemolyticus 
parahaemolyticus 
Haemophilus. 
505442 Bacteria_16S 
strain NCTC 3438 
Bacteria; Proteob 
505442 Bacteria_16S 
flavefaciens stra 
Bacteria; Firmicutes; 
505442 Bacteria_16S 
strain ATCC 27255 
Firmicutes; Clost 
505442 Bacteria_16S 


bosomal 
Gammaproteobacteria; 


strain 


Bacteri 


SM 5424 
Bacteroidetes; 


Bacteria; 


16S ribosomal RNA, 
acteria; Gammaproteobacteria; Pasteure 


ridia; 


3800005 3800026 1 


3810558 3810579 1 
RNA, 
3813713 38137341 
a; 


3815321 3815342 103 


3816786 3816807 1 
Proteobacteria; 


3824458 3824479 1 


strain 536 16S ribosomal RNA, 
Proteobacteria; 


3825989 3826010 1 


3832064 3832085 1 


Clostridia; 
3833494 3833515 1 


Clostridiales; 
3836407 3836428 1 


22 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


22 


complete sequence 
Pseudomonadales; 


22 


CECT 4199 16S ribosomal RNA, p 
Proteobacteria; 


124 


16S ribosomal RNA, partial sequence 
Flavobacteria; 


22 


rain R3 16S ribosomal RNA, partial sequence 
Gammaproteobac 


22 


22 


complete sequence 


22 


in C94 16S ribosomal RNA, partial sequence 38307 
Clostridiales; 


22 


16S ribosomal RNA, partial sequence 
Ruminococcaceae; 


22 


strain C-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
505442 Bacteria_16S 


3837937 3837958 1 


Gammaproteobacteria; Oceanospirillales; 


22 


strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; 
505442 Bacteria_16S 
pelophila strain 
Bacteria; Proteob 
505442 Bacteria_16S 


3839483 3839504 1 


3842534 3842555 1 


lacurosei strain H200 16S ribosomal RNA, 


Bacteria; Firmicutes; 
505442 Bacteria_16S 


hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
Bacteroidetes; 


hibernum Bacteria; 
505442 Bacteria_16S 
strain SS-1 16S r 
Proteobacteria; 
505442 Bacteria_16S 
strain Td-21 16S 
Proteobacteria; 

505442 Bacteria_16S 


Clostridia; 
3844153 3844174 103 


3854616 3854637 1 


3856139 3856160 1 


3859108 3859129 1 


Gammaproteobacteria; Oceanospirillales; 


22 


4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 


22 


complete sequenc 
Halanaerobiales; 


124 


Flavobacteria; 


22 


ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Leptothrix. 


22 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodoc 


22 


strain DD 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
505442 Bacteria_16S 
F275 16S ribosoma 
Lactobacillales; 

505442 Bacteria_16S 
strain CDC 8142 1 
Proteobacteria; 
505442 Bacteria_16S 
strain BV1 16S ri 
Tenericutes; Moll 
505442 Bacteria_16S 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 


3862163 3862184 1 


1 RNA, partial sequence 
Lactobacillaceae; 


3875957 3875978 1 


3885259 3885280 1 


3888415 3888436 1 


icutes; Mycoplasmataceae; Mycoplasma. 


Lactobacillus. 


22 gi|219846321|ref|NR_025911.1 
3860745 3862279 Lactobacillus reuteri 
22 gi|219846312|ref|NR_025902.1 


6S ribosomal RNA, partial sequence 3874615 38761 
Betaproteobacteria; Neisseriales; Neiss 


22 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


22 


complete 
Gammaproteob 


gi|219846366|ref|NR_025957.1| Colwellia rossensis 
3795600 3797066 Colwellia rossensis Bacteria; 
ae; Colwellia. 
gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
3797117 3798610 Cycloclasticus pugetii Bacteria; 
cirickettsiaceae; Cycloclasticus. 
gi|219846363|ref|NR_025954.1| Mycoplasma agassizii 


3798661 38001 


gi| 219846356 
3809177 38107 
Pp 


gi|219846354 


gi| 219846353 
Flavobac 
gi|219846352 


teria; 

219846347 
sequence 

acteria; 


gi 
P 
219846346 

38245 


llales; Pa 
219846341 


gi 


gi 


Ruminococcaceae; 
gi|219846340 
38321 
Ruminococ 
gi| 219846338 
3835060 38365 
H 
gi| 219846337 
3836584 38380 
H 
219846336 
38381 
hales; Pis 
219846334 
e 38411 
Halanaerobiace 
gi| 219846333 
equence 
Flavobac 
gi|219846326 
3853246 38547 


gi 


gi 


gi|219846325 
3854781 38562 


gi| 219846323 
3857775 38592 


eriaceae; 
gi| 219846306 
3883911 38853 


gi| 219846304 


teriales; 


teriales; 


yclaceae; 


ref 


ref 


artial sequenc 


Gammaproteobacteria; Aeromonadales; 


ref 
3 


3 


Chromat 


3 


asteurellales; 


ref 


98 3826078 Avibac 
steu 


ref 


35 3832122 Rumino 
Ruminococcus. 


ref 


73 3833552 Rumino 
cus. 


ref 


alomonadaceae; 


ref 


ref 


14 3839581 Thiomi 
cirickettsiaceae 


ref 


23 3842666 Halan 
ae; 


ref 


3 


ref 


ref 


ref 


ref 


ref 


BL 


Fl 


NR_025947.1 


e; Pseudomon 
NR_025945.1 
e 381232 


NR_025944.1 
813879 381534 
avobacteriac 
NR_025943.1 
815400 381690 
iales; 


NR_025938.1 
823071 382454 
P 
NR_025937.1 
rellaceae; 


NR_025931.1 


NR_025930.1 


NR_025928.1 


NR_025927.1 


Halomonas 
NR_025926.1 


NR_025924.1 
a 
Halanaerobiu 
NR_025923.1 
842717 384417 
avobacteriac 
NR_025916.1 


NR_025915.1 


oarcus. 
NR_025913.1 


seria. 
NR_025896.1 


02 Mycoplasma agassizii Bacteria; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 
seudomonadacea 


as. 
Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Halothiobacillus 
3 Halothiobacillus 


Halothiobacillaceae; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Ruminococcus 
coccus flavefaciens 


Ruminococcus bromii 
coccus bromii Bacteria; 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
Halomonas. 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
alomonadaceae; 


Thiomicrospira 
crospira pelophila 
; Thiomicrospira. 
Halanaerobium 
erobium lacurosei 
m. 
Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 
Az 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 
Neis 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


NR_025894.1 
388702 


Vitreoscilla 
4 3888512 Vitreoscilla 


stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 


505442 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


505442 Bacteria_16S 


UB-38 16S ribosom 
Betaproteobacteri 


505442 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


505442 Bacteria_16S 


strain F9251 16S 
Proteobacteria; A 


505442 Bacteria_16S 


strain B9 16S rib 
Proteobacteria; A 


505442 Bacteria_16S 


strain OCh 254 16 
Proteobacteria; A 


505442 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


505442 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


505442 Bacteria_16S 


thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


505442 Bacteria_16S 


strain DM-82 16S 
Proteobacteria; A 


505442 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


505442 Bacteria_16S 


strain OP 16S rib 
Proteobacteria; A 


505442 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


505442 Bacteria_16S 


strain PW2 16S ri 
Proteobacteria; A 


505442 Bacteria_16S 


strain Lhet2 16S 
Proteobacteria; A 


505442 Bacteria_16S 


strain KLB 16S ri 
Proteobacteria; A 


505442 Bacteria_16S 


strain 101 16S ri 
Proteobacteria; A 


505442 Bacteria_16S 


strain DSS12 16S 


Proteobacteria; G 


505442 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; G 


505442 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


505442 Bacteria_16S 


strain MB-G2 16S 
Proteobacteria; A 


505442 Bacteria_16S 
16S ribosomal RNA, partial sequence 3960828 39622 


strain ATH 2.2.1 


Proteobacteria; B 


505442 Bacteria_16S 


strain FR2 16S ri 


3889952 3889973 1 22 

ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3891489 38915101 22 gi 
al RNA, partial sequence 
a; Neisseriales; Neisseriaceae; Kingel 
3893020 3893041 1 22 gi 
strain DSM 735 16S ribosomal RNA, 
Bacteria; Proteobacteria; Gammaproteo 


gi 


3894539 3894560 1 22 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
3899198 3899219 1 22 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3900667 3900688 1 22 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 


gi 


3906770 3906791 1 22 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 

3914272 3914293 1 22 gi 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3937040 3937061 1 22 gi 
in THI 011 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


3938474 3938495 1 22 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3939933 39399541 22 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


gi 


3942836 3942857 1 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3944297 3944318 1 22 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3945756 3945777 1 22 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3947217 3947238 1 22 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3948682 3948703 1 22 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3950138 3950159 1 22 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3951673 3951694 1 22 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3953231 3953252 1 22 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
3954687 3954708 1 22 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3956124 3956145 1 22 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3962180 3962201 1 22 gi 


22 gi 


etaproteobacteria; Burkholderiales; Ru 
3963687 3963708 1 22 gi 
bosomal RNA, partial sequence 


compl 


219846302 


3888563 38900 


eriaceae; 
219846301 


3890099 3891585 Kinge 


la. 
219846300 
ete sequ 
bacteria; 


219846299 


3893217 38946 


nellaceae; 
219846296 


3897893 38992 


hodobacter 
219846295 


3899350 39007 


hodobacter 
219846291 
quence 
eria; Pseu 


219846285 


3912908 39143 


Enterobac 
219846268 
sequence 

ria; Rhodo 


219846267 


3937190 39385 


hodobacter 
219846266 
equence 

a; Rhizobi 


219846264 


3941522 39429 


Acetobacte 
219846263 
nce 39429 
rillales; 

219846262 


3944448 39458 


Acetobacte 
219846261 


3945905 39473 


Acetobacte 
219846260 


3947368 39487 


Acetobacte 
219846259 


3948831 39502 


Acetobacte 
219846258 


3950287 39517 


hewanellac 
219846257 


3951843 39533 


oritellace 
219846256 
ence 39533 
terales; R 
219846255 


3954838 39562 


hodobacter 
219846251 


brivivax. 
219846250 


ref |NR_025892.1 


seria. 
NR_025891.1 
oralis Bacte 


Neis 
ref 
lla 


ref 
ence 
Ocea 


NR_025890.1 

389163 
nospirillale 
ref|NR_025889.1 


tonella. 
NR_025886.1 


Bar 
ref 


acea 
ref 


e; Ahrensia. 
NR_025885.1 
aceae; Roseibiu 
NR_025881.1 
a 
nadales; e 


ref|NR_025875.1 
teriaceae; Xenor 
ref|NR_025858.1 

3935756 393713 
bacterales; Rhod 
ref|NR_025857.1 
aceae; Paracoccu 
ref|NR_025856.1 

3938625 394003 
ales; Methylobac 


v 


ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025852.1 


raceae; Acidocel 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref |NR_025849.1 


race 
ref 


ae; Acidocel 
NR_025848.1 


Shewanella 
NR_025847.1 


eae; 
ref 


ae; Moritella. 
ref|NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 
ref|NR_025845.1 


acea 
ref 


e; Rhodovulu 
NR_025841.1 


ref |NR_025840.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Kingella oralis strain 
ria; Proteobacteria; 


Halomonas 
6 3893166 Halomonas 


s; Halomonadaceae; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
m. 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Paracoccus 

9 Paracoccus 

obacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidocella facilis 


’ 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Shewanella violacea 


92 Shewanella violacea Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


3962329 3963785 Rhodoferax fermentans Bacteria; 


505442 Bacteria_16S 


strain 2761 16S 
Proteobacteria; B 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


505442 Bacteria_16S 


denitrificans str 
denitrificans Bac 


strain IAM 12670 
Proteobacteria; B 


strain gal 1261 1 


teria; 
505442 Bacteria_16S 


3965197 3965218 1 


3966653 3966674 1 


3972538 3972559 1 


Proteobacteria; 


3974039 3974060 1 


3981065 3981086 1 


22 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
505442 Bacteria_16S 
GIFU 11526 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


22 


22 


ain AS-P1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


22 


16S ribosomal RNA, partial sequence 3972687 39741 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; 
505442 Bacteria_16S 


22 


6S ribosomal RNA, partial sequence 3979744 39812 


gi|219846249 
3963836 39652 


gi|219846248 


gi| 219846244 


gi| 219846243 


gi| 219846238 


Sphingomonadales; 


Burkholderiales; 


ref|NR_025839.1| Rhodocyclus tenuis 
95 Rhodocyclus tenuis Bacteria; 


ref |NR_025838.1| Novosphingobium 
3965346 3966788 Novosphingobium 
Sphingomonadaceae; 


ref|NR_025834.1| Brachymonas 

3971185 3972636 Brachymonas 
Comamonadaceae; Brachymonas. 
ref |NR_025833.1| Duganella zoogloeoides 
37 Duganella zoogloeoides Bacteria; 
Duganella. 
ref|NR_025828.1| Rhizobium galegae 
09 Rhizobium galegae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


505442 Bacteria_16S 


strain CL-SP19 16 
Proteobacteria; G 


strain SW-161 16S 
seohaensis strain 


seohaensis Bacter 
Erythrobacter. 


505442 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


505442 Bacteria_16S 


strain 25-4 16S r 
Proteobacteria; G 


Bacteria; Proteob 


strain SW-2 16S r 


Bacteroidetes; Sphingobacteria; 
505442 Bacteria_16S 


3984099 3984120 1 


3995953 3995974 1 


3997444 3997465 1 


3998938 3998959 1 


4000442 4000463 1 


4003412 4003433 1 


4007972 4007993 103 


4009442 4009463 1 


22 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Idiomarinac 
505442 Bacteria_16S 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


Sphingomonadales; Erythrobac 


22 


SW-135 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


22 


n SW-132 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


22 


ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
505442 Bacteria_16S 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibrionales; 
505442 Bacteria_16S 


22 


12 


ibosomal RNA, partial sequence 
Sphingobacteriales; 


22 


strain 848 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


strain SW-154 16S 
Proteobacteria; G 


daepoensis strain 


Marinobacter. 


505442 Bacteria_16S 


flavimaris strain 


Marinobacter. 


505442 Bacteria_16S 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 
alimentarius Bacteria; 


Psychrobacter. 


505442 Bacteria_16S 


strain SW-120 16S 


strain SW-117 16S 


Bacteria; 


strain ATCC 15466 


4018455 4018476 1 


4019996 4020017 1 


4021541 4021562 1 


4023085 4023106 1 
Proteobacteria; 


4029124 40291451 


4030674 4030695 1 


4036815 4036836 1 


4038328 4038349 1 


4045847 4045868 1 


ammaproteobacteria; Aeromonadales; 
505442 Bacteria_16S 


22 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 
505442 Bacteria_16S 


22 


SW-156 16S ribosomal RNA, partial sequence 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; 


22 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; 


22 


Gammaproteobacteria; 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
505442 Bacteria_16S 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
505442 Bacteria_16S 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 40355 
Proteobacteria; Alphaproteobacteria; 
505442 Bacteria_16S 


22 


22 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 
505442 Bacteria_16S 
strain TF-22T 16S ribosomal RNA, partial sequence 


22 


gi| 219846236 
3982735 39841 


gi|219846228 
3994645 39960 


gi|219846227 


Sphingo 


gi| 219846226 
Sphing 


gi|219846225 
3999120 40005 


gi| 219846223 
40020 
Vibri 
4 gi|219846218 
4006528 40080 
Cyclobacteria 
gi|219846217 
4008054 40095 
Aeromonadacea 
gi|219846211 
4017086 40185 


gi| 219846210 
Alterom 
gi| 219846209 
Alterom 
gi| 219846208 
Pseud 


gi|219846204 
4027757 40292 


gi| 219846203 
4029306 40308 


gi| 219846199 
Sphingomonadales; 


gi|219846198 
40370 


ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 

eae; Idiomarina. 
ref|NR_025818.1| Erythrobacter gaetbuli 
85 Erythrobacter gaetbuli Bacteria; 
teraceae; Erythrobacter. 

Erythrobacter 

3996136 3997579 Erythrobacter 
monadales; Erythrobacteraceae; 


ref|NR_025816.1| Porphyrobacter 
3997630 3999069 Porphyrobacter 
omonadales; Erythrobacteraceae; 


ref|NR_025815.1| Silanimonas lenta 

01 Silanimonas lenta Bacteria; 
Silanimonas. 

ref|NR_025813.1| Photobacterium 

46 4003543 Photobacterium lipolyticum 
onaceae; Photobacterium. 

ref|NR_025808.1| Algoriphagus marincola 
03 Algoriphagus marincola Bacteria; 
ceae; Algoriphagus. 

ref|NR_025807.1]| Aeromonas molluscorum 
59 Aeromonas molluscorum Bacteria; 

e; Aeromonas. 
ref|NR_025801.1]| Kangiella aquimarina 
81 Kangiella aquimarina Bacteria; 


ref|NR_025800.1| Marinobacter 
4018632 4020127 Marinobacter 
onadales; Alteromonadaceae; 


ref|NR_025799.1| Marinobacter 
4020178 4021672 Marinobacter 
onadales; Alteromonadaceae; 


ref|NR_025798.1]| Psychrobacter 
4021723 4023216 Psychrobacter 
omonadales; Moraxellaceae; 


ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 

eae; Shewanella. 
ref|NR_025793.1| Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 

eae; Shewanella. 
ref|NR_025789.1] Erythrobacter 

07 4036950 Erythrobacter aquimaris 
Erythrobacteraceae; Erythrobacter. 
ref|NR_025788.1| Thiomonas intermedia 
01 4038390 Thiomonas intermedia Bacteria; 


gi|219846190 
4044490 40459 


ref|NR_025780.1| Alteromonas litorea 
45 Alteromonas litorea Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 


505442 Bacteria_ 


HDS1-1 16S riboso 
Gammaproteobacter 


505442 Bacteria_ 


aliena strain KMM 
Proteob 
Pseudoalteromonas 


Bacteria; 


505442 Bacteria_ 


strain SS20 16S r 
G 


Proteobacteria; 
505442 Bacteria_ 
maritimus strain 
Bacteria; 
505442 Bacteria_ 


violaceinigra str 
violaceinigra Bac 


505442 Bacteria_ 
strain CLN-1 16S 
Proteobacteria; 

505442 Bacteria_ 
pratensis strain 
Bacteria; 
505442 Bacteria_ 


tainanensis strai 
Proteob 


Bacteria; 
505442 Bacteria_ 


HT 2-1 16S riboso 
Gammaproteobacter 


505442 Bacteria_ 


strain A828 16S r 
Proteobacteria; Alphapro 
505442 Bacteria_16S 
psittacicida stra 
psittacicida Bact 


Volucribacter. 


505442 Bacteria_16S 
halophilus strain 
halophilus Bacter 


Aestuariibacter. 


505442 Bacteria_16S 
salexigens strain 
salexigens Bacter 


Aestuariibacter. 


505442 Bacteria_16S 
haeundaensis stra 
haeundaensis Bact 


Paracoccus. 


505442 Bacteria_16S 


delicatus strain 


delicatus Bacteri 


Sulfitobacter. 


505442 Bacteria_16S 


strain KMM 3554 1 


Proteobacteria; Alphapro 
505442 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; 


strain LMG 5911 1 
Proteobacteria; 


insolitus strain 
insolitus Bacteri 


505442 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; 


thalassicus strai 
thalassicus Bacte 


505442 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


Proteob 


B 


Proteob 


G 
505442 Bacteria_16S 


B 
505442 Bacteria_16S 


G 
505442 Bacteria_16S 


16S 4047379 4047400 1 22 gi|219846189 
mal RNA, partial sequence 4045996 4047515 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 4053310 4053331 1 22 gi 

3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromona 


16S 4056301 4056322 1 22 gi| 219846183 
ibosomal RNA, partial sequence 4054980 40563 
ammaproteobacteria; Oceanospirillales; Halomo 
16S 4057787 4057808 1 22 gi| 219846182 
TF-17 16S ribosomal RNA, partial sequence 40564 
acteria; Gammaproteobacteria; Alteromonadales; 
16S 4060825 4060846 1 22 gi| 219846180 
ain YIM 31327 16S ribosomal RNA, partial sequenc 
teria; Proteobacteria; Betaproteobacteria; Burkh 
16S 4082154 40821751 22 gi|219846165 
ribosomal RNA, partial sequence 4080799 40822 
etaproteobacteria; Burkholderiales; Tepidimonas. 
16S 4085217 4085238 1 22 gi| 219846163 
F31 16S ribosomal RNA, partial sequence 40838 
acteria; Betaproteobacteria; Methylophilales; Me 
16S 4101594 41016151 22 gi|219846152 
n S1 16S ribosomal RNA, complete sequence 41002 
acteria; Betaproteobacteria; Neisseriales; Neiss 
16S 4104604 4104625 1 22 gi| 219846150 
mal RNA, partial sequence 4103238 4104753 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 

16S 4109164 4109185 1 22 gi| 219846146 
ibosomal RNA, partial sequence 4107869 41092 
teobacteria; Rhizobiales; Bartonellaceae; 
4124438 4124459 1 22 gi| 219846134 
- 236/81 16S ribosomal RNA, partial seque 
roteobacteria; Gammaproteobacteria; Paste 


in Gerl 
eria; P 


4128964 4128985 1 
JC2043 
ia; Pro 


219846131 
uence 
a; Alte 


22 gi 
16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri rom 
4130453 41304741 
JC2042 
ia; Pro 


219846130 
uence 
a; Alte 


22 gi 
16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri rom 
4135003 4135024 1 22 gi 
in BC74171 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


219846124 
sequence 
ria; Rhodo 


4167456 4167477 1 
KMM 358 
a; Prot 


219846102 
quence 
; Rhodo 


’ 


22 gi 
4 16S ribosomal RNA, partial se 
eobacteria; Alphaproteobacteria bac 
4168938 4168959 1 
6S ribo 


22 gi|219846101 
somal RNA, partial sequence 4167649 41690 
teobacteria; Rhodobacterales; Rhodobacter 
4170516 4170537 1 22 gi| 219846100 
6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alteromonad 
4176692 4176713 1 22 gi| 219846096 
6S ribosomal RNA, partial sequence 4175338 41767 
etaproteobacteria; Burkholderiales; Alcaligenace 
4178177 4178198 1 22 gi|219846095 
LMG 6003 16S ribosomal RNA, partial sequence 

a; Proteobacteria; Betaproteobacteria; Burkholde 
4179748 4179769 1 22 gi|219846094 
6S ribosomal RNA, partial sequence 4178357 41798 
ammaproteobacteria; Alteromonadales; Shewanellac 
4184330 4184351 1 22 gi| 219846088 
n SC 562 16S ribosomal RNA, partial sequence 

ria; Firmicutes; Clostridia; Clostridiales; Pept 


nad 


Alter 


ref 
oO ez 


NR_025779.1 
urae Bacter 


ref|NR_025775.1 
28 4053458 Pseud 
seudoalteromona 
ref|NR_025773.1 
aceae; Halomonas 
ref|NR_025772.1 
29 4057918 Micro 
omonadaceae 
ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025755.1 


ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref |NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025740.1 
o gallicus Bacte 
ref |NR_025736.1 
tonella. 
NR_025724.1 

412310 
Paste 


Bar 
ref 
nce 
urellales; 
21.1 
4 
° 


ref |NR_0257 
4127615 41290 
onadales; Alter 


20.1 
3 


ref|NR_0257 
4129099 41305 
onadales; Alter 


14.1 
2 
d 


ref |NR_0257 
133716 41351 


bacterales; Rho 


rs 


92.1 
9 
a 


ref |NR_0256 
166170 41675 


terales; Rhodob 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025684.1 


Shewanella. 
NR_025678.1 
183005 418440 
ostreptococcacea 


eae; 
ref 


rs 


4185900 4185925 93 118 gi|219846086 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


Entomoplasmataceae; E 


i 


fo) 
d 


b 
7 


Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 


aceae; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Duganella 
7 Duganella 
obacteraceae; Duganella. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Chitinibacter 

ibacter tainanensis 
ibacter. 

Vibrio gallicus strain 
ria; Proteobacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 
Marinobacter excellens 


excellens Bacteria; 


ter. 

Achromobacter spanius 
spanius Bacteria; 

am 

Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 

Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 


ref|NR_025676.1 


ntomoplasma. 


Entomoplasma luminosum 


4184459 4185949 Entomoplasma luminosum Bacteria; 


505442 Bacteria_16S 4187367 4187388 1 22 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

505442 Bacteria_16S 4190422 4190443 1 22 gi| 219846083 |ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

505442 Bacteria_16S 4191975 4191996 1 22 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

505442 Bacteria_16S 4195019 4195040 1 22 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

505442 Bacteria_16S 4196499 4196520 1 22 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 


ganghwensis Bacteria; 
505442 Bacteria_16S 


Proteobacteria; 
4214576 4214597 1 


Gammaproteobacteria; 


22 


gi 


Oceano 
219846065 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 


translucida Bacteria; 
Pseudoalteromonas. 
505442 Bacteria_16S 


Proteobacteria; 


4216131 42161521 


paragorgicola strain KMM 3548 16S ribosomal RNA, partia 


paragorgicola Bacteria; 
Pseudoalteromonas. 
505442 Bacteria_16S 


Proteobacteria; 


4232757 4232778 1 


methylohalidivorans strain MB2 16S ribosomal RNA, partial 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Leisingera. 


505442 Bacteria_16S 4235811 4235832 1 


Gammaproteobacteria; 


22 


22 


22 


strain F2R9 16S ribosomal RNA, partial sequence 


Proteobacteria; 
505442 Bacteria_16S 
hispanicum strain 
Bacteria; 
505442 Bacteria_16S 
aquaticum strain 
Bacteria; 
505442 Bacteria_16S 


4240326 4240347 1 


4241785 4241806 1 


4246316 42463371 


strain U 5/41 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


505442 Fungi_16S 4407 4531 1 


Gammaproteobacteria; Enterobacteriales; 


22 


GP34 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


22 


GR16 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiale 


22 


124 


gi 
1 


gi 


gi 


gi 


le 
gi 


gi 


Alteromonadales; 
219846064 
sequence 


Gammaproteobacteria; Alteromonadales; 


219846047 


spirillales; 
ref|NR_025655.1 
4213214 421471 


ref|NR_025654.1 
4214764 421626 


ref |NR_025637.1 


sequence 4231451 423288 


219846045 
4234473 42358 
Enterobacteriaceae; 
219846042 
42390 
s; Methylobacteriaceae; 
219846041 


42404 


4244934 42463 


gi 


Enterobacteriaceae; 
265678350 


strain IFM 057 
Actinobacteria 


505442 Fungi_16S 


strain IFM 100 
Actinobacteria 


505442 Fungi_16S 


strain IFM 078 
Actinobacteria 


505442 Fungi_16S 


strain YZ-96 1 
Actinobacteria 


505442 Fungi_16S 


strain IFM 100 
Actinobacteria 


505442 Fungi_16S 


yamanashiensis 
yamanashiensis 
Nocardiaceae; 


505442 Fungi_16S 


strain IFM 024 
Actinobacteria 


505442 Fungi_16S 


strain IFM 100 
Actinobacteria 


505442 Archaea_16S 


solfataricus s 


solfataricus Archaea; Crenarchaeota; Thermoprotei; 
505442 Archaea_16S 


helgesonii str 
Archaea; Eurya 


5 16S ribosomal RNA, partial sequence 3067 


1360 1484 1 124 gi 
35 16S ribosomal RNA, partial sequence 1 


2869 2993 1 124 gi 
4 16S ribosomal RNA, partial sequence 1564 


7523 7647 al 124 
6S ribosomal RNA, partial sequence 


gi 
6163 


5967 6090 1 124 gi 
84 16S ribosomal RNA, partial sequence 4616 


11992 12114 #1 124 gi 
strain IFM 0265 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae 
Nocardia. 

9025 9108 1 83 gi 
5 16S ribosomal RNA, partial sequence 7721 


10511 10569 1 59 gi 
88 16S ribosomal RNA, partial sequence 9174 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678822 
1 sequence 
Sulfolobales; 

265678754 


10325 10353 97 125 gi 
train IFO 15331 16S ribosomal RNA, partia 


16211 16239 97 125 gi 
ain PI1 16S ribosomal RNA, partial sequence 
rchaeota; Thermococci; Thermococcales; 


4565 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678352 


1514 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678351 


3016 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678348 


7670 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678349 


6112 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219857175 


sequenc 


; Actinomycetales; 


265678342 


9123 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219857197 


10588 


14826 


Thermococcaceae; 


ref|NR_025635.1 
Kleb 
ref |NR_025632.1 
11 4240418 Methy 


ref |NR_025631.1 


ref|NR_024570.1 
ref |NR_028652.1 
ref |NR_028654.1 
ref|NR_028653.1 
ref |NR_028650.1 
ref 


NR_028651.1 


ref|NR_024803.1 
e 10639 12137 


ref 


NR_028644.1 


ref |NR_024825.1 


ref|NR_029127.1 
8883 10377 
Sulfolobaceae; S 
ref|NR_029059.1 
16263 


Palaeococcu 


Hahellaceae; 


Rhodobacterale 


Zooshikella. 
Pseudoalteromonas 
3 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 
s 


iella. 
Methylobacterium 


lobacterium hispanicum 


Methylobacterium. 
Methylobacterium 


69 4241874 Methylobacterium aquaticum 
Ss; Methylobacteriaceae; 
219722938 


Methylobacterium. 
Escherichia coli 


83 Escherichia coli Bacteria; 
Escherichia. 


Nocardia araoensis 


Nocardia araoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia 
Nocardia 


Corynebacterineae; 


Nocardia asiatica 


Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 
Sulfolobus 
Sulfolobus 
ulfolobus. 
Palaeococcus 


Palaeococcus helgesonii 


Ss. 


505442 Archaea_16S 
profundus strain 


Archaea; Euryarc 


505442 Archaea_16S 


strain 7 16S rib 
Thermoprotei; Su 


505442 Archaea_16S 


thermophilus CR- 
Archaea; Euryarc 


505442 Archaea_16S 


liminatans GKZPZ 


Euryarchaeota; M 
505442 Archaea_16S 


Opfikon 16S ribo 
Methanomicrobia; 


505442 Archaea_16S 


petrolearius SEB 
Archaea; Euryarc 


505442 Archaea_16S 


hakonensis H01-1 
Crenarchaeota; T 


505442 Archaea_16S 


LEI 10 16S ribos 
Thermoprotei; Su 


505442 Archaea_16S 


kodakarensis KOD 
Archaea; Euryarc 


505442 Archaea_16S 


blatticola PA 16 
Archaea; Euryarc 


505442 Archaea_16S 


semesiae MD1 16S 


Euryarchaeota; M 
505442 Archaea_16S 


thioreducens OGL 
Archaea; Euryarc 


505442 Archaea_16S 


hollandica DMS1 
Archaea; Euryarc 


505442 Archaea_16S 


chikugoensis MG6 
Archaea; Euryarc 


505442 Archaea_16S 


halotolerans str 
halotolerans Arc 
Methanocalculus. 


505442 Archaea_16S 


strain PL-19 16S 
Crenarchaeota; T 


505442 Archaea_16S 


zilligii strain 
Archaea; Crenarc 


505442 Archaea_16S 


palmolei DSM 427 
Archaea; Euryarc 


505442 Archaea_16S 


thermophilus M 1 
Archaea; Euryarc 


505442 Archaea_16S 


thermoflexus IDZ 
Archaea; Euryarc 


505442 Archaea_16S 


subterraneum A8p 
Archaea; Euryarc 


505442 Archaea_16S 


thermautotrophic 
thermautotrophic 
Methanothermobac 


505442 Archaea_16S 


GSS1 16S ribosom 
Euryarchaeota; T 


23657 23685 97 125 gi 
AV18 16S ribosomal RNA, partial sequen 
haeota; Archaeoglobi; Archaeoglobales; 
39675 39703 97 125 gi 
osomal RNA, partial sequence 38233 
lfolobales; Sulfolobaceae; Sulfolobus. 

56243 56271 97 125 gi 
1 16S ribosomal RNA, partial sequence 

haeota; Methanomicrobia; Methanomicrobi 
59240 59268 97 125 gi 


ethanomicrobia; Methanomicrobiales; Met 
75566 75594 97 125 gi 
somal RNA, partial sequence 74149 
Methanosarcinales; Methanosaetaceae; M 
78595 78623 97 125 gi 
R 4847 16S ribosomal RNA, partial seque 
haeota; Methanomicrobia; Methanomicrobi 
102617 102645 97 125 gi 


Sulfolobacea 
125 gi 


hermoprotei; Sulfolobales; 
104129 104157 97 
omal RNA, partial sequence 
lfolobales; Sulfolobaceae; Acidianus. 
111725 111753 97 125 gi 
1 16S ribosomal RNA, partial sequence 
haeota; Thermococci; Thermococcales; 
149096 149124 97 125 
S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanosarcina 
152098 152126 97 125 gi 
ribosomal RNA, partial sequence 
ethanomicrobia; Methanosarcinales; Meth 
156646 156674 97 125 gi 
-20P 16S ribosomal RNA, partial sequenc 
haeota; Thermococci; Thermococcales; Th 
164173 164201 97 125 gi 


Th 
gi 


haeota; Methanomicrobia; Methanosarcina 
193880 193908 97 125 gi 
2 16S ribosomal RNA, partial sequence 

haeota; Methanomicrobia; Methanomicrobi 
207218 207246 97 125 gi 
ain SEBR 4845 16S ribosomal RNA, partia 
haea; Euryarchaeota; Methanomicrobia; M 


211785 211813 97 125 

ribosomal RNA, complete sequence 
hermoprotei; Desulfurococcales; Pyrodic 
1426 1453 97 124 gi 
K1 16S ribosomal RNA, partial sequence 
haeota; Thermoprotei; Desulfurococcales 
60721 60748 98 125 gi 
3 16S ribosomal RNA, partial sequence 

haeota; Methanomicrobia; Methanomicrobi 
65074 65097 102 125 gi 
6S ribosomal RNA, partial sequence 
haeota; Methanobacteria; Methanobacteri 
66573 66596 102 125 gi 


gi 


haeota; Methanobacteria; Methanobacteri 
69554 69577 102 125 gi 


haeota; Methanobacteria; Methanobacteri 
77104 77127 102 125 gi 
us Marburg 16S ribosomal RNA, partial s 
us Archaea; Euryarchaeota; Methanobacte 
ter. 


147616 147643 98 125 


39727 


16S ribosomal RNA, partial sequence 57845 


75620 


16S ribosomal RNA, partial sequence 101190 1 


102701 104162 Acidi 


147697 1 


150703 1 


16S ribosomal RNA, partial sequence 162778 1 


210342 21183 


63680 


16S ribosomal RNA, partial sequence 65162 


16S ribosomal RNA, partial sequence 68161 


265678632 
ce 22211 
Archaeoglo 
265678307 
Sulfo 


254971238 
54850 
ales; Meth 
254971336 
59274 
hanomicrob 
254971324 
Metha 
ethanosaet 
254971322 
nce 77203 
ales; Meth 
254971304 
0265 
e; Metallo 
254971303 


254971298 
11029 
ermococcac 
254971266 
4914 
les; Metha 
254971264 
5215 
anosarcina 
254971261 
e 15524 
ermococcac 
254971256 
6422 
les; Metha 
254971234 

19248 
ales; Meth 
219857242 
1 sequence 
ethanomicr 


219846343 


tiaceae; P 
265679008 
ui 
; Desulfur 
254971335 
59325 
ales; Meth 
254971332 
65111 
ales; Meth 
254971331 
66615 
ales; Meth 
254971329 
69596 
ales; Meth 
254971323 

equence 
ria; Metha 


254971267 


gi 
al RNA, partial sequence 
hermoplasmata; Thermoplasmatales; 


ref|NR_028937.1 

23710 Archae 
baceae; Archaeog 
ref |NR_028609.1 
lobus tokodaii A 


ref|NR_028156.1 

56280 Methan 
anomicrobiaceae; 
ref |NR_028254.1 

Methanofollis 
iaceae; Methanof 
ref |NR_028242.1 
nosaeta concilii 
a. 
ref |NR_028240.1 

78631 Methan 
anomicrobiaceae; 
ref |NR_028222.1 


era. 
NR_028221.1 
ambivalens 


spha 
ref 
anus 


ref|NR_028216.1 
0 111787 Thermo 
eae; Thermococcu 
ref|NR_028184.1 


nosa 
ref 


rcinaceae; M 
NR_028182.1 
ceae; Methanosar 
ref|NR_028179.1 
8 156699 Thermo 
eae; Thermococcu 
ref|NR_028174.1 


nosarcinaceae; M 
ref|NR_028152.1 
8 193917 Methan 
anomicrobiaceae; 
ref |NR_024870.1 

205812 207255 
obiales; Genera 


ref|NR_025933.1 
yrodictium. 
ref |NR_029316.1 

1463 Sulfop 
ococcaceae; Sulf 
ref |NR_028253.1 

60755 Methan 
anomicrobiaceae; 
ref |NR_028250.1 


anob 
ref 


acteriaceae; 
NR_028249.1 


anob 
ref 


acteriaceae; 
NR_028247.1 


anobacteriaceae; 
ref|NR_028241.1 

75671 77152 
nobacteriales; M 


ref 


Archaeoglobus 
oglobus profundus 
lobus. 

Sulfolobus tokodaii 
rchaea; Crenarchaeota; 


Methanoculleus 
oculleus thermophilus 
Methanoculleus. 
Methanofollis 
liminatans Archaea; 
ollis. 

Methanosaeta concilii 
Archaea; Euryarchaeota; 


Methanoplanus 
oplanus petrolearius 
Methanoplanus. 
Metallosphaera 


0 Metallosphaera hakonensis Archaea; 


Acidianus ambivalens 
Archaea; Crenarchaeota; 


Thermococcus 
coccus kodakarensis KOD1 
Ss. 

Methanimicrococcus 


9 Methanimicrococcus blatticola 


ethanimicrococcus. 
Methanosarcina 


1 Methanosarcina semesiae Archaea; 


cina. 
Thermococcus 
coccus thioreducens 
s. 
Methanomethylovorans 


6 Methanomethylovorans hollandica 


ethanomethylovorans. 
Methanoculleus 
oculleus chikugoensis 
Methanoculleus. 
Methanocalculus 
Methanocalculus 
incertae sedis; 


Pyrodictium occultum 


8 Pyrodictium occultum Archaea; 


Sulfophobococcus 
hobococcus zilligii 
ophobococcus. 
Methanoculleus 
oculleus palmolei 
Methanoculleus. 
Methanothermobacter 


Methanothermobacter thermophilus 


Methanothermobacter. 
Methanothermobacter 


Methanothermobacter thermoflexus 


Methanothermobacter. 
Methanobacterium 


Methanobacterium subterraneum 


Methanobacterium. 
Methanothermobacter 
Methanothermobacter 

ethanobacteriaceae; 


NR_028185.1 


Thermoplasm 


Thermoplasma volcanium 


146236 147646 Thermoplasma volcanium Archaea; 
Thermoplasmataceae; 


a. 


505442 Archaea_16S 
congolense C 16S 


505442 Archaea_16S 


162681 162704 102 


ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; Met 


208740 208763 102 


125 gi|2549712 


125 gi|2198571 


lagunensis strain IC-154 16S ribosomal RNA, partial sequence 


lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldis 


505442 Archaea_16S 


strain Bl 16S ribosomal RNA, partial sequence 
Halobacteria; 


Euryarchaeota; 
505442 Archaea_16S 


11850 11872 103 


Halobacteriales; 


42671 42693 103 


BD-3 16S ribosomal RNA, partial sequence 


Euryarchaeota; 
505442 Archaea_16S 
denitrificans S1 
Euryarchaeota; 
505442 Archaea_16S 


Halobacteria; 


Halobacteriales; 


44190 44212 103 


16S ribosomal RNA, partial sequence 42769 4 
Halobacteria; 


Halobacteriales; 


45709 45731 103 


172P1 16S ribosomal RNA, partial sequence 


Halobacteria; 


Halobacteriales; 


Halobacteriaceae; Natrialba. 


161275 16272 
hanobacter 


phaerales; 


57 


71 


ref 


ref 


iaceae; 


207306 208771 
Caldisphaeraceae; Caldisphaera. 


NR_028175.1 


NR_024799.1 


Methanobacterium 


7 Methanobacterium congolense Archaea; 
Methanobacterium. 


Caldisphaera 
Caldisphaera 


Natrialba taiwanensis 


Natrialba taiwanensis Archaea; 


Haloarcula amylolytica 


125 gi|265678819|ref|NR_029124.1 
10428 11897 
Halobacteriaceae; Natrialba. 
125 gi|254971311|ref|NR_028229.1 
41247 42718 Haloarcula amylolytica Archaea; 
Halobacteriaceae; Haloarcula. 
125 gi|254971297|ref|NR_028215.1 


Halobacteriaceae; 
125 gi 
44288 45756 


4237 


ref 


alba 


NR_028214.1 


asiatica Archaea; 


Haloferax 


Haloferax denitrificans Archaea; 
Haloferax. 
254971296 
Natri 


Natrialba asiatica 
Euryarchaeota; 


505442 Archaea_16S 47229 47251 103 125 gi|254971295|ref|NR_028213.1| Haloferax gibbonsii 
Ma-2.38 16S ribosomal RNA, partial sequence 45807 47276 Haloferax gibbonsii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

505442 Archaea_16S 50273 50295 103 125 gi|254971288|ref|NR_028206.1| Halorubrum 
alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 48850 50320 Halorubrum alkaliphilum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

505442 Archaea_16S 53264 53286 103 125 gi| 254971282 |ref|NR_028200.1| Halococcus 
qingdaonensis CM5 16S ribosomal RNA, partial sequence 51837 53312  Halococcus qingdaonensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

505442 Archaea_16S 57749 57771 103 125 gi|254971337|ref|NR_028255.1| Natronococcus occultus 
SP4 16S ribosomal RNA, partial sequence 56331 57794 Natronococcus occultus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

505442 Archaea_16S 62233 62255 103 125 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

505442 Archaea_16S 74057 74079 103 125 gi|254971326|ref|NR_028244.1| Halorubrum 
lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 72635 74098 Halorubrum 
lacusprofundi ATCC 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Halorubrum. 

505442 Archaea_16S 87542 87564 103 125 gi|254971316|ref|NR_028234.1| Haloarcula japonica 
TR-1 16S ribosomal RNA, partial sequence 86118 87589 Haloarcula japonica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

505442 Archaea_16S 89062 89084 103 125 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

505442 Archaea_16S 92068 92090 103 125 gi|254971312|ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

505442 Archaea_16S 95051 95073 103 125 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

505442 Archaea_16S 96571 96593 103 125 gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
16S ribosomal RNA, partial sequence 95149 96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

505442 Archaea_16S 99575 99597 103 125 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
JCM 9060 16S ribosomal RNA, partial sequence 98155 99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

505442 Archaea_16S 101092 101114 103 125 gi|254971305|ref|NR_028223.1| Natronobacterium 
gregoryi SP2 16S ribosomal RNA, partial sequence 99673 101139 Natronobacterium gregoryi Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronobacterium. 

505442 Archaea_16S 105632 105654 103 125 gi|254971302|ref|NR_028220.1| Halorubrum distributum 
JCM 9100 16S ribosomal RNA, partial sequence 104213 105679 Halorubrum distributum Archaea; 


Euryarchaeota; 
505442 Archaea_16S 
mukohataei arg-2 
Euryarchaeota; 
505442 Archaea_16S 
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07 
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H 
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er 
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er 


alor 
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9 108715 Haloar 
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ubrum. 
NR_028219.1 


icrobium. 
NR_028218.1 
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la. 
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occus. 


NR_028212.1 


Halofera 


Haloferax mediterranei 


xX. 


505442 Archaea_16S 116280 116302 103 125 gi|254971291|ref|NR_028209.1| Haloferax larsenii 
ZJ206 16S ribosomal RNA, partial sequence 114855 116327 Haloferax larsenii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

505442 Archaea_16S 117802 117824 103 125 gi|254971290|ref|NR_028208.1| Haloterrigena 
saccharevitans AB14 16S ribosomal RNA, partial sequence 116378 117849 Haloterrigena saccharevitans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

505442 Archaea_16S 119307 119329 103 125 gi|254971289|ref|NR_028207.1| Haloquadratum walsbyi 
C23 16S ribosomal RNA, partial sequence 117900 119338 Haloquadratum walsbyi Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloquadratum. 

505442 Archaea_16S 120811 120833 103 125 gi| 254971287 |ref|NR_028205.1| Halorubrum 
xinjiangense BD-1 16S ribosomal RNA, partial sequence 119389 120858 Halorubrum xinjiangense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

505442 Archaea_16S 125245 125267 103 125 gi|254971283|ref|NR_028201.1| Halobiforma lacisalsi 
AJ5 16S ribosomal RNA, partial sequence 123822 125292 Halobiforma lacisalsi Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

505442 Archaea_16S 126769 126791 103 125 gi|254971281|ref|NR_028199.1| Natrinema altunense 
AJ2 16S ribosomal RNA, partial sequence 125343 126816 Natrinema altunense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

505442 Archaea_16S 128289 128311 103 125 gi|254971280|ref|NR_028198.1| Halorubrum tibetense 
8W8 16S ribosomal RNA, partial sequence 126867 128336 Halorubrum tibetense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

505442 Archaea_16S 144634 144656 103 125 gi|254971269|ref|NR_028187.1| Halobacterium 
noricense Al 16S ribosomal RNA, partial sequence 143230 144663 Halobacterium noricense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

505442 Archaea_16S 146138 146160 103 125 gi|254971268|ref|NR_028186.1| Halococcus dombrowskii 
H4 16S ribosomal RNA, partial sequence 144714 146185 Halococcus dombrowskii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

505442 Archaea_16S 153626 153648 103 125 gi|254971263|ref|NR_028181.1]| Natrialba 
chahannaoensis C112 16S ribosomal RNA, partial sequence 152202 153673 Natrialba chahannaoensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

505442 Archaea_16S 155150 155172 103 125 gi|254971262|ref|NR_028180.1| Halalkalicoccus 
tibetensis DS12 16S ribosomal RNA, partial sequence 153724 155197 Halalkalicoccus tibetensis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halalkalicoccus. 

505442 Archaea_16S 158159 158181 103 125 gi|254971260|ref|NR_028178.1| Halobiforma 
haloterrestris 135 16S ribosomal RNA, partial sequence 156750 158206 Halobiforma haloterrestris 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

505442 Archaea_16S 159680 159702 103 125 gi|254971259|ref|NR_028177.1| Natrialba 
hulunbeirensis X21 16S ribosomal RNA, partial sequence 158257 159727 Natrialba hulunbeirensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

505442 Archaea_16S 161186 161208 103 125 gi|254971258|ref|NR_028176.1| Natrialba aegyptia 40 
16S ribosomal RNA, partial sequence 159778 161224 Natrialba aegyptia Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

505442 Archaea_16S 165686 165708 103 125 gi|254971255|ref|NR_028173.1| Haloterrigena 
thermotolerans PR5 16S ribosomal RNA, partial sequence 164277 165727 Haloterrigena thermotolerans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

505442 Archaea_16S 170152 170174 103 125 gi|254971252|ref|NR_028170.1| Halogeometricum 
borinquense DSM 11551 16S ribosomal RNA, partial sequence 168746 170196 Halogeometricum borinquense 
DSM 11551 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halogeometricum. 
505442 Archaea_16S 171652 171674 103 125 gi|254971251|ref|NR_028169.1| Halostagnicola 
larsenii XH-48 16S ribosomal RNA, partial sequence 170247 171679 Halostagnicola larsenii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halostagnicola. 

505442 Archaea_16S 173137 173159 103 125 gi|254971250|ref|NR_028168.1| Halococcus 
hamelinensis 100A6 16S ribosomal RNA, partial sequence 171730 173164 Halococcus hamelinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

505442 Archaea_16S 177541 177563 103 125 gi|254971247|ref|NR_028165.1| Haloferax prahovense 
TL6 16S ribosomal RNA, partial sequence 176132 177566 Haloferax prahovense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

505442 Archaea_16S 180506 180528 103 125 gi|254971244|ref|NR_028162.1| Natronolimnobius 
innermongolicus N-1311 16S ribosomal RNA, partial sequence 179100 180534 Natronolimnobius 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Natronolimnobius. 

505442 Archaea_16S 181989 182011 103 125 gi|254971243|ref|NR_028161.1| Natronolimnobius 
baerhuensis IHC-005 16S ribosomal RNA, partial sequence 180585 182019 Natronolimnobius baerhuensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronolimnobius. 

505442 Archaea_16S 183489 183511 103 125 gi|254971242|ref|NR_028160.1| Halorubrum terrestre 
4P 16S ribosomal RNA, partial sequence 182070 183536 Halorubrum terrestre Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

505442 Archaea_16S 185011 185033 103 125 gi|254971241|ref|NR_028159.1| Haloarcula hispanica 
Y-27 16S ribosomal RNA, partial sequence 183587 185058 Haloarcula hispanica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

505442 Archaea_16S 186534 186556 103 125 gi|254971240|ref|NR_028158.1| Haloferax lucentense 


Aa 2.2 16S ribosomal RNA, partial sequ 
Halobacteria; Halobacteriales; Halobac 


ence 


teriaceae; Haloferax. 


185109 186581 Haloferax lucentense Archaea; 


Euryarchaeota; 
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nitratireducens C231 16S ribosomal RNA, partial sequence 


192407 192429 103 


125 


254971235 
1 


gi 


9100 


ref|NR_028153.1 


Halobiforma 


3 192437 Halobiforma nitratireducens 


Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 
505442 Archaea_16S 195392 195414 103 125 gi|254971233|ref|NR_028151.1| Haloferax alexandrinus 
TM 16S ribosomal RNA, partial sequence 193968 195439 Haloferax alexandrinus Archaea; 


Euryarchaeota; 
505442 Archaea_16S 


Halobacteria; 


Halobacteriales; 
196897 196919 103 


XF10 16S ribosomal RNA, partial sequence 


Halobacteriaceae; 


125 


195490 196927 N 


gi|254971232 


Haloferax. 
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versiforme 
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505442 Archaea_16S 


tibetense GA33 16S ribosomal RNA, partial sequence 


201343 201365 103 


125 
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ref|NR_028147.1 
0 Natronorubrum 


Natrinema versiforme 
Archaea; Euryarchaeota; 


Natronorubrum 
tibetense Archaea; 


Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

505442 Archaea_16S 202845 202867 103 125 gi|219878416|ref|NR_025555.1| Halobacterium 
salinarum strain 91-R6 16S ribosomal RNA, partial sequence 201441 202874 Halobacterium salinarum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

507942 Bacteria_16S 1186127 1186031 3 96 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

507942 Bacteria_16S 1187638 1187542 3 96 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

507942 Bacteria_16S 1189149 1189053 3 96 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

507942 Bacteria_16S 1190660 1190564 3 96 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 


Bacteria; 
507942 Bacteria_16S 2239761 2239665 3 96 
ATCC 43380 16S ribosomal RNA, partial sequence 22 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 2241272 2241176 3 96 gi 
NCTC 5923 16S ribosomal RNA, partial sequence 22 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 2242783 2242687 3 96 gi 
strain ATCC 33638 16S ribosomal RNA, partial sequence 

Bacteria; 
507942 Bacteria_16S 2244294 2244198 3 96 gi 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; Proteobacteria; 
Yersinia. 
507942 Bacteria_16S 


gi 


1459993 1459895 1 96 

strain SK-1T 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
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taiwanensis Bacteria; Actinobacteria; 
Rubrobacteraceae; Rubrobacter. 

507942 Bacteria_16S 2270501 2270403 3 98 gi 
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Proteus. 


Rubrobacter 
6 Rubrobacter 


Rubrobacterineae; 


Treponema 
9 Treponema 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Legionella waltersii 
ella waltersii Bacteria; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Marinobacterium 
0 Marinobacterium 


monadaceae; 


Legionella erythra 


Legionella erythra Bacteria; 


Photorhabdus 
399669 401215 


219857287 
25702 
gi|219857286 
sequence 

i] 219857285 
25734 
219857284 
25750 
219857283 
25779 
219857282 
25793 
219857281 
25794 
gi|219857280 
sequence 
gi|219857279 
25825 
gi]219857278 
sequence 
gi|219857277 
25856 
219857276 
25872 
219857275 
25888 
219857274 
25903 
219857273 
25919 
219857272 
25935 
219857271 
25949 
gi|219857270 
sequence 
gi|219857269 
25980 
gi|219857268 
sequence 
gi|219857267 
26010 
219857266 
26041 
219857265 
26041 
219857264 
26057 
gi|219857263 
sequence 

i] 219857259 
26088 
219857258 
26103 
219857257 
26119 
219857256 
26134 
219857255 
26150 
gi]219857254 
sequence 
gi]219857253 
26181 
219857252 
26197 
219857251 
26212 
gi]219857249 
sequence 
gij219857248 
sequence 


gi 


gi 


gi 
gi 


gi 


gi 


gi 


gi 


ref |NR_024918.1 
99 2571813 


2571864 257337 
NR_024916.1 
28 2574957 
ref|NR_024915.1 
08 2576512 
ref|NR_024914.1 
40 

ref 
69 

ref|NR_024912.1 
20 2580935 
ref 


NR_024913.1 


NR_024910.1 
58 2584074 
ref |NR_024909.1 

2584125 258564 
ref |NR_024908.1 
91 2587224 
ref|NR_024907.1 
75 2588749 
ref |NR_024906.1 
00 2590328 
ref |NR_024905.1 
79 2591887 
ref |NR_024904.1 
38 2593451 
ref |NR_024903.1 
02 2594910 
ref |NR_024902.1 
61 2596478 
ref |NR_024901.1 
2596529 259804 
NR_024900.1 
95 2599455 
ref |NR_024899.1 
2599506 260100 
NR_024898.1 
60 2602563 
ref |NR_024897.1 
17 
ref |NR_024896.1 
68 2605671 
ref |NR_024895.1 
22 2607261 
ref |NR_024894.1 

2607312 260877 
ref |NR_024890.1 
28 2610322 
ref |NR_024889.1 
73 2611891 
ref |NR_024888.1 
42 2613418 
ref |NR_024887.1 
69 2615009 
ref |NR_024886.1 
60 2616584 
ref |NR_024885.1 

2616635 261812 
ref |NR_024884.1 
80 2619685 
ref |NR_024883.1 
36 2621149 
ref |NR_024881.1 
00 2622680 
ref |NR_024879.1 
2622731 262420 


NR_024878.1 


2624254 2625756 


Pseudomonas jessenii strain CIP 105274 16S ribosomal RNA, partial sequence 
Clostridium methoxybenzovorans strain SR3 16S ribosomal RNA, partial 

Desulfovibrio aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
Taylorella asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 
Cellulomonas iranensis strain O 16S ribosomal RNA, partial sequence 2576563 
Cellulomonas persica strain I 16S ribosomal RNA, partial sequence 2577991 
Pseudomonas cedrina strain CFML 96-198 16S ribosomal RNA, partial sequence 
Pseudomonas 


rhodesiae strain CIP 104664 16S ribosomal RNA, complete 


Pseudomonas monteilii strain CIP 104883 16S ribosomal RNA, partial sequence 
Pseudomonas orientalis strain CFML 96-170 16S ribosomal RNA, partial 


Marinomonas mediterranea strain MMB1 16S ribosomal RNA, complete sequence 
Friedmanniella spumicola strain Ben 107 16S ribosomal RNA, partial sequence 
Enterococcus mundtii strain ATCC 43186 16S ribosomal RNA, partial sequence 
Enterococcus cecorum strain ATCC 43198 16S ribosomal RNA, partial sequence 
Enterococcus dispar strain ATCC 51266 16S ribosomal RNA, partial sequence 
Mycobacterium tusciae strain FI-25796 16S ribosomal RNA, partial sequence 
Pseudomonas mandelii strain CIP 105273 16S ribosomal RNA, partial sequence 
Pseudomonas libanensis strain CIP 105460 16S ribosomal RNA, complete 
Desulfotomaculum putei strain SMCC W459 16S ribosomal RNA, partial sequence 
Mannheimia granulomatis strain ATCC 49244 16S ribosomal RNA, partial 
Mannheimia ruminalis strain HPA92 16S ribosomal RNA, partial sequence 
Mannheimia varigena strain 177 16S ribosomal RNA, partial sequence 2602614 
Mannheimia glucosida strain P925 16S ribosomal RNA, partial sequence 
Desulfovibrio burkinensis strain HDv 16S ribosomal RNA, partial sequence 
Neptunomonas naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial 
Amycolatopsis thermoflava strain N1165 16S ribosomal RNA, partial sequence 
Prauserella rugosa strain DSM 43194 16S ribosomal RNA, partial sequence 
Amycolatopsis alba strain DSM 44262 16S ribosomal RNA, partial sequence 
Desulfovibrio senezii strain CVL 16S ribosomal RNA, partial sequence 
Fusibacter paucivorans strain SEBR 4211 16S ribosomal RNA, partial sequence 
Paralactobacillus selangorensis strain LMG 17710 16S ribosomal RNA, partial 
Dechloromonas agitata strain CKB 16S ribosomal RNA, partial sequence 
Kluyvera georgiana strain ATCC 51603 16S ribosomal RNA, partial sequence 
Planomicrobium mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 


Mesorhizobium amorphae strain ACCC 19665 16S ribosomal RNA, partial 


Rhodanobacter lindaniclasticus strain RP5557 16S ribosomal RNA, partial 


Photorhabdus asymbiotica subsp. 


Enterobacteriales; 
507942 Bacteria_16S 


strain LCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
507942 Bacteria_16S 
luminescens subsp. 


Enterobacteriaceae; 


419503 419407 3 


517656 517560 3 


thracensis strain 39-8 16S ribosomal 


96 gi| 265678775 


96 265678707 


RNA, 


gi 


418286 41972 


Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


complete 


ref|NR_029080.1 


ref|/NR_029012.1 


sequence 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Halomonas. 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 
507942 Bacteria_16S 
luminescens subsp. 
luminescens subsp 
Enterobacteriaceae; 
507942 Bacteria_16S 
strain XINach 16S 
Proteobacteria; 
507942 Bacteria_16S 
luminescens subsp. 


Enterobacteriaceae; 


519221 519125 3 


722327 722231 3 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


723913 723817 3 


laumondii strain TTO1 16S ribosomal 


Photorhabdus luminescens subsp. 


Enterobacteriales; 
507942 Bacteria_16S 
luminescens subsp. 


Enterobacteriaceae; 


725496 725400 3 


akhurstii strain FRGO4 16S ribosomal 


Photorhabdus luminescens subsp. 


Enterobacteriales; 
507942 Bacteria_16S 


hydrothermalis strain Slthf2 16S ribosomal RNA, partial 
hydrothermalis Bacteria; 


Halomonas. 
507942 Bacteria_16S 
strain Eplumel 16 
Proteobacteria; 
507942 Bacteria_16S 
strain Esulfidel 
Proteobacteria; 

507942 Bacteria_16S 
sarecensis strain 
Bacteria; 
507942 Bacteria_16S 
strain : LMG 2096 
Proteobacteria; 
507942 Bacteria_16S 


israelensis strain Bal 16S ribosomal RNA, partial sequence 


Bacteria; 
507942 Bacteria_16S 
canadensis strain 


canadensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Chromohalobacter. 
507942 Bacteria_16S 


alcaliphila strain AL15-21 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


alcaliphila Bacteria; 
Pseudomonas. 
507942 Bacteria_16S 
strain 441-1 16S 
Proteobacteria; 

507942 Bacteria_16S 
strain DSM 50071 
Bacteria; 
507942 Bacteria_16S 


brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 
brennaborense Bacteria; 


507942 Bacteria_16S 


strain BR 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 
507942 Bacteria_16S 


sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 
sulfurreducens Bacteria; 


Geobacter. 
507942 Bacteria_16S 


psychrophila strain E-3 16S ribosomal RNA, partial sequence 10881 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Bacteria; 
507942 Bacteria_16S 


Enterobacteriaceae; 


Proteobacteria; 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


1211945 1211849 3 


1214915 1214819 3 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


1216395 1216299 3 


16S ribosomal RNA, partial sequence 1215201 12166 
Gammaproteobacteria; Oceanospirillales; 


1276580 1276484 3 


LV4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


1784812 1784716 3 


9 16S ribosomal RNA, partial sequence 


2993434 2993342 6 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


3629622 3629526 3 


36025 35938 


Spirochaetes; 


111718 111631 14 


281001 280902 1 


1089348 1089253 3 


1264577 1264490 14 


Photorhabdus. 


Proteobacteria; 


complete sequence 


P 

14 98 gi| 265679040 
Spirochaetales; Spirochaeta 
98 gi| 265678988 


Spirochaetaceae; Treponema. 


Proteobacteria; 


96 gi| 265678706 


kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


96 gi| 265678567 


96 gi| 265678566 


96 gi| 265678565 


96 224581438 
sequence 


Gammaproteobacteria; 


gi 


96 gi|224581436 


1213697 12151 
96 


gi| 224581404 


96 219846179 


12753 


gi 


96 219878347 


17835 


gi 


Pseudo: 


96 gi|219846928 


2992209 29936 


96 219846486 


36283 


gi 


110499 11199 


97 gi| 265678873 


Deltaproteobacteria; Des 


96 gi| 265678317 


P 


721087 72261 
Enterobacteriaceae; 


RNA, parti 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


RNA, part 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Oceanospirillales; 


ref|NR_029011.1 
sequence 517982 


ref|NR_028871.1 
2 Photorhabdus 


ref|NR_028870.1 
al sequence 


ref 
ial 


NR_028869.1 
sequence 


ref|NR_027220.1 
1210750 121215 


ref|NR_027218.1 
Halomona 
ref|NR_027185.1 
Halomona 
ref|NR_025769.1 
Halomonadaceae; 
ref|NR_025486.1 
87 1785079 Halomo 


Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
1864014 1863918 3 96 gi|219878292|ref|NR_025431.1 
1862771 1864302 Chromo 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
1865596 1865500 3 96 gi| 219878291 |ref|NR_025430.1 
ATCC 43984 16S ribosomal RNA, partial sequence 1864353 186588 
Oceanospirillales; Halo 
2816481 2816385 3 96 gi| 219856913 |ref|NR_024734.1 
equence 2815260 281674 


monadales; Pseud 


ref|NR_026520.1 
e; Legionella. 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_029348.1 

34837 36333 
ceae; Treponema. 
ref|NR_029296.1 


ref|NR_029179.1 
279814 281221 
ulfuromonadales; 


ref|NR_028619.1 


seudomonadaceae; 


98 gi| 219846655 


lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 


lecithinolyticum Bacteria; 


Spirochaetes; 


Spirochaetales; 


Photorhabdus 
519496 Photorhabdus 


Enterobacteriales; 


Photorhabdus temperata 


temperata Bacteria; 
Photorhabdus. 


Photorhabdus 
722663 724202 


Photorhabdus 
724253 725774 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Halomonadaceae; Ss. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


Halomonadaceae; Ss. 


Chromohalobacter 


63 1276810 Chromohalobacter sarecensis 


Chromohalobacter. 
Halomonas muralis 
nas muralis Bacteria; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 
monadaceae; 


Pseudomonas 
8 Pseudomonas 


omonadaceae; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Treponema 

Treponema 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Geobacter 
Geobacter 
Geobacteraceae; 


Pseudomonas 


07 1089634 Pseudomonas psychrophila 


Pseudomonas. 


ref |NR_026247.1 
1263357 126483 


Treponema 
5 Treponema 


Spirochaetaceae; Treponema. 


507942 Bacteria_16S 3315800 3315705 6 98 

strain Z-7692 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirocha 
507942 Bacteria_16S 3886687 3886588 1 97 gi 
metallireducens strain GS-15 16S ribosomal RNA, partial 


gi 


metallireducens Bacteria; Proteobacteria; Deltaproteoba 
Geobacter. 
507942 Bacteria_16S 845251 845153 1 96 gi 


219846710 


3314589 33160 


eta. 

219846305 
sequence 
cteria; De 


265678483 


strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 84550 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 1553820 1553722 1 96 gi 
strain ATCC 29914 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 1756242 1756152 6 93 gi 
strain KMM 1376 1 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
507942 Bacteria_16S 1860955 1860869 13 96 gi 
stellipolaris strain LMG 21861 16S ribosomal RNA, parti 
stellipolaris Bacteria; Proteobacteria; Gammaproteobact 
Alteromonas. 
507942 Bacteria_16S 
strain DSM 5000 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 1990527 1990429 1 96 gi 
proteamaculans strain DSM 4543 16S ribosomal RNA, parti 
proteamaculans Bacteria; Proteobacteria; Gammaproteobac 
Serratia. 
507942 Bacteria_16S 
strain DSM 30063 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 1993618 1993520 1 96 gi 
strain DSM 4576 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 1995165 1995067 1 96 gi 
strain DSM 12358 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 1996701 1996603 1 96 gi 
strain DSM 4594 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 1999785 1999687 1 96 gi 
DSM 5563 16S ribo 
Gammaproteobacteria; 
507942 Bacteria_16S 


1988978 1988880 1 96 gi 


1992075 1991977 1 96 gi 


Enterobacteriales; Enterobacteriac 
2001319 2001221 1 96 gi 

proteus strain 42 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 


16S ribosomal RNA, partial sequence 1993927 19 


6S ribosomal RNA, partial sequence 1995493 19 


somal RNA, partial sequence 1998561 2000045 Pr 


Enterobac 
219857220 
15525 

Enterobac 
219878369 


6S ribosomal RNA, partial sequence 1755010 17565 
alomonad 


H 
219878294 
al sequenc 
eria; Alte 


219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


16S ribosomal RNA, partial sequence 1990842 19923 


Enterobac 
219878200 


6S ribosomal RNA, partial sequence 1992387 19938 


Enterobac 
219878199 
954 

Enterobac 
219878198 
969 

Enterobac 
219878196 
agi 
eae; Pragi 
219878195 
20000 
cteriales; 


507942 Bacteria_16S 2028452 2028354 1 96 gi 
carotovorum subsp. odoriferum strain LMG 17566 16S ribo 


Pectobacterium carotovorum subsp. odoriferum Bacteria; 


Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
507942 Bacteria_16S 2101880 2101794 13 96 gi 
strain SW-47 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; A 
507942 Bacteria_16S 2856228 2856130 1 96 gi 
strain ATCC 12775 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 2967502 2967404 1 96 gi 
strain LMG 2542 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 2972082 2971986 3 96 gi 
resinovorans strain LMG 2274 16S ribosomal RNA, partial 
resinovorans Bacteria; Proteobacteria; Gammaproteobacte 
Pseudomonas. 
507942 Bacteria_16S 3387441 3387347 5 96 gi 
strain ATCC 49336 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
507942 Bacteria_16S 3632733 3632635 1 96 gi 
strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


219878177 
somal RNA, 


219878121 


2100672 21021 


lteromonad 
219856887 

28549 
Enterobac 

219846946 


6S ribosomal RNA, partial sequence 2966273 29677 


Enterobac 
219846942 
sequence 
ria; Pseud 


219846658 

33862 
Halomonad 

219846484 


3631486 36329 


; Geobacte 
219846459 


507942 Bacteria_16S 3667883 3667785 1 96 gi 
strain ATCC 15712 16S ribosomal RNA, partial sequence 


ref |NR_026302.1 


ref|NR_025895.1 

3885428 388697 
sulfuromonadales 
ref |NR_028786.1 
teriaceae; Samso 
ref |NR_024848.1 
80 1554073 Provid 


teriaceae; Provi 
ref|NR_025508.1 


aceae; Halomona 
ref |NR_025433.1 
e 1859752 186123 
romonadales; Alt 
ref |NR_025342.1 
teriaceae; Tatu 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 
teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025338.1 


teri 
ref 


aceae; Serra 
NR_025337.1 


teri 
ref 
a fo 
a. 

ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 
ref |NR_025316.1 
partial sequenc 


aceae; Rahne 
NR_025335.1 
ntium Bacter 


ref|NR_025260.1 
aceae; Alteromon 
ref |NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_026538.1 


teriaceae; Dicke 
ref |NR_026534.1 

2970861 297232 
omonadales; Pseu 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref|NR_026076.1 


race 
ref 


ae; Geobacte 
NR_026050.1 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Geobacter 
3 Geobacter 
Geobacteraceae; 


, 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
s. 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
mella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


Chas 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 
bacterium proteus 
eae; Obesumbacterium. 
Pectobacterium 

e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Pseudomonas flectens 
monas flectens Bacteria; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Pseudomonas 


5 Pseudomonas 
domonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


Lis 
Brenneria salicis 


3666679 3668133 Brenneria salicis ATCC 15712 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 


507942 Bacteria_1 
strain HK 204 16S 
G 
507942 Bacteria_1 
strain EN 101 16S 
G 
507942 Bacteria_1 
wasabiae strain S 
Proteob 
507942 Bacteria_1 
betavasculorum st 
betavasculorum Ba 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Pectobacterium. 


507942 Bacteria_16S 


strain 1846 16S 
Proteobacteria; 


strain 172 16S ri 
Proteobacteria; 


strain TF-22T 16S 
Proteobacteria; 


Aestuariibacter. 


507942 Bacteria_16S 


strain 1H 9 16S 
Proteobacteria; 


impatiens strain 
Bacteria; Proteob 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


507942 Bacteria_16S 
insulare strain K 


Bacteria; Proteob 
thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


507942 Bacteria_16S 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


507942 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


507942 Bacteria_16S 


californiensis st 
californiensis Ba 


507942 Bacteria_16S 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


507942 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


507942 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


507942 Bacteria_16S 


multiglobuliferum 
multiglobuliferum 


507942 Bacteria_16S 


G 
507942 Bacteria_16S 


D 
507942 Bacteria_16S 


G 
507942 Bacteria_16S 
halophilus strain 
halophilus Bacter 


G 
507942 Bacteria_16S 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
Saccharospirillum. 
507942 Bacteria_16S 
ain ALJD 16S ribosomal RNA, partial se 
Gammaproteobact 


bosomal RNA, partial sequence 


4128815 4128729 13 96 gi 


215782 215689 5 96 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
605619 605526 6 96 gi 


gi 


902785 902692 6 96 gi 


teria; Proteobacteria; 


1051843 1051758 14 96 gi 
16S ribosomal RNA, partial sequence 


1145337 1145252 14 
rain CM 
cteria; 


96 gi 


Proteobacteria; Gammaproteobac 


2127754 2127669 14 96 gi 
EN 1 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobac 


rain AL 
cteria; 


2147284 2147199 14 96 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2238241 2238148 6 96 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
2287199 2287106 6 96 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; 


gi 


2472150 2472057 6 96 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2928230 2928145 14 96 gi 
ATCC 19193 16S ribosomal RNA, partial 

a; Proteobacteria; Gammaproteobacteria 
2935749 2935656 6 96 gi 
strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
2973586 2973501 14 96 gi 


JC2043 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


acteria; Gammaproteobacteria; Oceanosp 
507942 Bacteria_16S 
3 16S ribosomal RNA, partial se 


Gammaproteoba 


3761076 37625 


ammaproteobacteria; Alteromonadales; Alt 


a; 


s 
te 


se 


qu 


s 
ct 


al 


se 


’ 


ar 
ba 


265678919 
214535 21600 
Halomonad 
265678648 
ence 60442 
irillales; 


265678443 
quence 
eria; 
265678343 
irillales; 
253680760 
quence 


teria; 


219857650 


219857637 
2146078 21475 


219857574 


id 
219857541 


219857402 


219856838 


219856833 


Alteromonad 


Chro: 


10506 


Pse 


equence 
ria; Chr 


udomonad 


ence 

iales; C 
equence 
eria; Ch 


24709 
es; Ecto 
quence 

Oceanosp 


tial seq 
cteria; 


eromonad 
219846131 
uence 


acea 
ref 


e; Alteromon 
NR_025721.1 
127615 412904 
ales; Altero 


rs 


ref |NR_029227.1 
aceae; Halomona 
ref|NR_028953.1 
0 605869 Saccha 
Saccharospirill 


ref|NR_028745.1 
901557 903021 
matiales; Ectoth 


ref|NR_028645.1 
31 1052062 Marino 
Mar 
ref|NR_028008.1 
144133 114556 


udomonadales; Ps 


R 


ref |NR_025239.1 

2126557 212798 
omatiales; Ectot 
ref|NR_025226.1 
aceae; Pseudomon 
ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref|NR_025129.1 

2285990 228738 
romatiales; Ecto 


ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref|NR_024652.1 
uence 293453 
Oceanospirillale 


219846941 


inospirillum. 


6S 3669389 3669291 1 96 gi|219846458|ref|NR_026049.1| Erwinia persicina 
ribosomal RNA, partial sequence 3668184 3669639 Erwinia persicina Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Erwinia. 
6S 3670895 3670797 1 96 gi|219846457|ref|NR_026048.1| Brenneria nigrifluens 
ribosomal RNA, partial sequence 3669690 3671145 Brenneria nigrifluens Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 
6S 3672403 3672305 1 96 gi| 219846456 |ref|NR_026047.1| Pectobacterium 
R91 16S ribosomal RNA, partial sequence 3671196 3672653 Pectobacterium wasabiae 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
6S 3673911 3673813 1 96 gi|219846455|ref|NR_026046.1| Pectobacterium 
rain ATCC 43762 16S ribosomal RNA, partial sequence 3672704 3674161 Pectobacterium 
cteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
3675416 3675318 1 96 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 
3762313 3762215 1 96 gi|219846391|ref|NR_025982.1| Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
4045698 4045612 13 96 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 


as. 
Aestuariibacter 

8 Aestuariibacter 

monadaceae; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 
Ss. 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Marinospirillum 
spirillum insulare 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Thioalkalispira 
9 Thioalkalispira 


hiorhodospiraceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 

Tindallia 

3 Tindallia 
indallia. 
Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Thioalkalivibrio 
kalivibrio versutus 

ae; Thioalkalivibrio. 
Marinospirillum 

7 Marinospirillum 
ospirillum. 
Oceanospirillum 

1 2935988 Oceanospirillum 
s; Oceanospirillum. 


ref |NR_026533.1 


Pseudomonas 


citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


507942 Bacteria_ 


strain 2Z-7934 16S 
Clost 


Firmicutes; 
507942 Bacteria_ 


DSM 10228 16S ribosomal RNA, partial sequence 
Clost 


Firmicutes; 
507942 Bacteria_ 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas. 


507942 Bacteria_ 


acidigallici stra 
acidigallici Bacteria; 


Pelobacter. 
507942 Bacteria_ 


strain Dfr2 16S r 
Deltaproteobacteria; 


Proteobacteria; 
507942 Bacteria_ 


strain SS20 16S r 


Proteobacteria; 
507942 Bacteria_ 


anguilliseptica s 
anguilliseptica B 


Pseudomonas. 


507942 Bacteria_1 
anticariensis str 
anticariensis Bac 


Halomonas. 


507942 Bacteria_1 
palleroniana stra 
palleroniana Bacteria; 


Pseudomonas. 


507942 Bacteria_1 
ushuaiensis strai 
Proteob 


Bacteria; 


507942 Bacteria_1 


Proteobacteria; 


16S 3102264 3102171 6 96 


ribosomal RNA, partial sequence 


gi 


ridia; Clostridiales; Clostridiaceae; 
16S 3423593 3423500 6 96 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; 


16S 3521626 3521541 1 84 gi 
in DSM 2377 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacte 


16S 3631208 3631123 1 84 


ibosomal RNA, partial sequence 


gi 


Desulfuromonadales; 
4056159 4056066 6 96 gi 
ibosomal RNA, partial sequence 


16S 


ia 
Gammaproteobacter 


219846854 
3101054 31025 


Clostridium. 
219846629 
1 sequence 3422380 34238 
ia; Alte 


219846562 
s 
ri 


equence 
a; 


219846485 
3629961 36314 
Geobacte 
219846183 
4054980 40563 


Desul 


ref|NR_026446.1| Tindallia magadiensis 
35 Tindallia magadiensis Bacteria; 


ridia; Clostridiales; Clostridiaceae; Tindallia. 
16S 3265632 3265559 1 73 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
3264433 3265896 Clostridium vincentii Bacteria; 


ref|NR_026221.1| Pseudoalteromonas 

10 Pseudoalteromonas 

romonadales; Pseudoalteromonadaceae; 
Pelobacter 

2 Pelobacter 


elobacteraceae; 


ref|NR_026154.1 
3520389 352188 
furomonadales; P 


ref|NR_026077.1| Geobacter pelophilus 
35 Geobacter pelophilus Bacteria; 
raceae; Geobacter. 

ref|NR_025773.1| Halomonas koreensis 
78 Halomonas koreensis Bacteria; 


Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 79742 79646 3 96 gi|265679011|ref|NR_029319.1| Pseudomonas 
train S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
acteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
6S 370396 370300 3 96 gi| 265678808 |ref|NR_029113.1| Halomonas 
ain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 


teria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

6S 459590 459494 3 96 gi|265678745|ref|NR_029050.1| Pseudomonas 

in CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

6S 488615 488519 3 96 gi| 265678726 |ref|NR_029031.1| Marinomonas 

n Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 

acteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 


6S 628586 628490 3 96 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M11 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 
728600 728504 3 96 gi|265678563|ref|NR_028867.1| Thiorhodospira 


507942 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
Proteob 
507942 Bacteria_16S 


Bacteria; 


strain Althfl 16S 
Proteobacteria; 


strain R-4079 16S 
Proteobacteria; 


strain R-4069 16S 
Proteobacteria; 


strain SW32 16S r 
Proteobacteria; 


strain SP1402 16S 
Proteobacteria; 


strain Eb 13/82 1 
Proteobacteria; 


507942 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; 


507942 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; 


507942 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; 


Gammaproteobacteria; Oceanospirillales; 
507942 Bacteria_16S 


Gammaproteobacteria; Pseudomonadales; P 
507942 Bacteria_16S 


Gammaproteobacteria; Oceanospirillales; 
507942 Bacteria_16S 


acteria; Gammaproteobacteria; Chromati 
1213422 1213326 3 96 gi 
ribosomal RNA, partial sequence 


1228452 1228356 3 96 
ribosomal RNA, partial sequence 


gi 


1229988 1229892 3 96 
ribosomal RNA, partial sequence 


gi 


1484383 1484287 3 96 
ibosomal RNA, partial sequence 


gi 


1579336 1579240 3 96 
ribosomal RNA, partial sequence 


gi 


2004385 2004289 3 96 


gi 


ribosomal RNA, partial sequence 


2529454 2529358 3 96 


gi 


ales; 
224581437 
1212209 12136 
Halomonadaceae; 
219878281 
1227244 12287 
Gammaproteobacteria; Pseudomonadales; P 
507942 Bacteria_16S 


se 


se 


se 


72737 
Ectothio 


2390343 23918 
alomonadaceae; 


219857358 


udomonadaceae; 
219878280 
1228770 12302 
Gammaproteobacteria; Pseudomonadales; P 
507942 Bacteria_16S 


udomonadaceae; 
219857506 
1483159 14846 
Gammaproteobacteria; Oceanospirillales; 
507942 Bacteria_16S 


alomonadaceae; 
219846381 
1578118 15795 
udomonadaceae; 
219878193 
6S ribosomal RNA, partial sequence 2003168 20046 


0 728734 Thiorhodospira sibirica 
rhodospiraceae; Thiorhodospira. 
ref|NR_027219.1| Halomonas axialensis 
46 Halomonas axialensis Bacteria; 
Halomonas. 

ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
Cellvibrio. 

ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
Cellvibrio. 

ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 
Kushneria. 
ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
Pseudomonas. 

ref |NR_025332.1| Budvicia aquatica 

48 Budvicia aquatica Bacteria; 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 
2171593 2171497 3 96 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
2173144 2173048 3 96 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
2391567 2391471 3 96 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Halomonas. 
NR_024946.1 


ref 


Pseudomonas fragi 


strain ATCC 4973 16S ribosomal RNA, partial sequence 2528225 2529682 Pseudomonas fragi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


507942 Bacteria_1 


strain ATCC 49968 
Bacteria; 


strain 087-AZ-H 1 
Proteobacteria; 


Halomonas. 


507942 Bacteria_1 
marismortui strai 
marismortui Bacte 


Chromohalobacter. 


507942 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


507942 Bacteria_16S 
succinoxidans str 


succinoxidans Bac 
Desulfuromusa. 


507942 Bacteria_16S 


strain Kysw2 16S 
Proteobacteria; 


Pelobacter. 


507942 Bacteria_16S 


strain IMT37 16S 
Proteobacteria; 


mexicanus strain 
Bacteria; Proteob 


507942 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


507942 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


507942 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


507942 Bacteria_16S 


strain IFO 13613 


thiophila strain 
Bacteria; Proteob 


507942 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


507942 Bacteria_16S 


chlororespirans s 
chlororespirans B 


507942 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


507942 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


507942 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


507942 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


507942 Bacteria_16S 
antarctica strain NF3 16S ribosomal RNA, partial sequence 


Proteob 
507942 Bacteria_1 


G 
507942 Bacteria_1 
pantelleriensis s 
pantelleriensis B 


D 
507942 Bacteria_16S 
acetylenicus stra 
acetylenicus Bact 


G 
507942 Bacteria_16S 


6S 2859339 2859243 3 96 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
6S 2990407 2990315 6 96 gi 


ammaproteobacteria; Legionellales; Leg 
6S 3320371 3320275 3 96 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


6S 3385970 3385874 3 96 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


3892881 3892785 3 96 
strain DSM 735 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


gi 
com 
Gammaproteo 
142310 142227 3 


84 gi 


ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 
143794 143711 3 84 gi 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
200233 200150 3 84 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
822270 822187 14 94 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
858779 858708 3 73 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
1341924 1341837 12 96 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1467639 1467552 14 98 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
1523431 1523344 14 98 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
2929707 2929620 14 98 gi 


gi 


3161222 3161139 3 84 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3489888 3489805 3 84 gi 


eltaproteobacteria; Desulfuromonadales 
3686046 3685959 12 96 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3772704 3772605 1 97 gi 
train H2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Deltaproteoba 


3774177 3774094 3 84 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
10131 10045 13 96 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
45025 44939 13 96 

ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 


gi 


6S ribosomal RNA, partial sequence 2989207 29906 


821061 82256 


ce 


Peptococca 


1466484 14678 


1522207 15236 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
507942 Bacteria_16S 
ce 
omonadales 


6S ribosomal RNA, partial sequence 3488653 34901 


ri 
qu 
ct 


ence 37729 
omonadales 


nadales; 


43805 


seudomonad 
265678473 
85752 
ibrionales 
228721140 
nce 13406 


224581408 


a. 
219857543 


a. 
219856837 


locystacea 
219846815 
31599 


219846583 
; Desulfur 
219846447 
sequence 
diales; 
219846383 
ence 


eria; De 


219846382 


265679057 
8961 
P 


265679034 
45323 
Halomonad 


82713 82627 13 96 gi 


219856885|ref|NR_024704.1| Pseudomonas lundensis 
2858110 2859620 Pseudomonas lundensis 
nadales; Pseudomonadaceae; Pseudomonas. 
219846930|ref|NR_026522.1| Legionella tucsonensis 
58 Legionella tucsonensis Bacteria; 
ionellaceae; Legionella. 
219846706|ref|NR_026298.1| Halomonas 
equence 3319157 3320633 Halomonas 
cteria; Oceanospirillales; Halomonadaceae; 
219846659] ref|NR_026251.1| Chromohalobacter 
1 sequence 3384746 3386168 Chromohalobacter 
ia; Oceanospirillales; Halomonadaceae; 
219846300|ref|NR_025890.1| Halomonas 
plete sequence 3891636 3893166 Halomonas 
bacteria; Oceanospirillales; Halomonadaceae; 
265678968 |ref|NR_029276.1| Desulfuromusa 
equence 141109 142543 Desulfuromusa 
eria; Desulfuromonadales; Desulfuromonadaceae; 
265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
142594 144031 Desulfuromusa kysingii Bacteria; 
; Desulfuromonadaceae; Desulfuromusa. 
265678930|ref|NR_029238.1| Pelobacter 
equence 198985 200521 Pelobacter 
ria; Desulfuromonadales; Pelobacteraceae; 
265678498 |ref|NR_028801.1| Pseudomonas indica 


9 Pseudomonas indica Bacteria; 

aceae; Pseudomonas. 

ref|NR_028776.1| Desulfovibrio 

6 859025 Desulfovibrio mexicanus 

; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_027603.1| Desulfitobacterium 
74 1342203 Desulfitobacterium hafniense 
ceae; Desulfitobacterium. 
ref|NR_027189.1| Treponema putidum 

91 Treponema putidum Bacteria; 


ref|NR_025131.1] Treponema parvum 
91 Treponema parvum Bacteria; 


ref|NR_024656.1 
56 Terasakiella 
e; Terasakiella 
ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref |NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_025974.1 
3771473 377289 
sulfuromonadales 


Terasakiella pusilla 
pusilla Bacteria; 
Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Desulfitobacterium 

3 Desulfitobacterium 
Desulfitobacterium. 
Geobacter 

0 Geobacter 
Geobacteraceae; 


, 


ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref |NR_029365.1 

10291 Pseudo 
seudoalteromonad 


Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Pseudoalteromonas 
alteromonas tunicata 
aceae; 


ref|NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 
aceae; Carnimonas. 


265679009 
81499 


ref|NR_029317.1| Pseudoalteromonas 
83011 Pseudoalteromonas antarctica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


507942 Bacteria_ 
espejiana strain 
Bacteria; 


507942 Bacteria_ 


strain ATCC 15468 
G 


Proteobacteria; 
507942 Bacteria_ 


strain 40 16S rib 
G 


Proteobacteria; 
507942 Bacteria_ 


radiotolerans str 
radiotolerans Bac 


Rubrobacteraceae; 
507942 Bacteria_ 


actinomycetemcomi 


Proteob 
Pseudoalteromonas. 


16S 128604 128518 13 96 gi 


16S 178808 178722 


16S ribosomal RNA, 


13 96 gi 
partial sequence 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; 
507942 Bacteria_ 


marinisedimentoru 
marinisedimentoru 


507942 Bacteria_ 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


507942 Bacteria_ 


strain ID131577 1 
R 


Actinobacteria; 
507942 Bacteria_ 


strain B43 16S ri 
G 
507942 Bacteria_1 


Proteobacteria; 


strain SW-45 16S 
Proteobacteria; 


Thermaerobacter. 


507942 Bacteria_1 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


phenolica strain 
Bacteria; 
Pseudoalteromonas 


507942 Bacteria_16S 
alkaliphilum stra 
Proteob 
507942 Bacteria_16S 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


Bacteria; 


elyakovii strain 


elyakovii Bacteri 
Pseudoalteromonas. 
507942 Bacteria_16S 
primoryensis stra 
primoryensis Bact 
507942 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


507942 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


507942 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


9187 strain TA 4r 
Bacteria; Proteob 


P 


G 
507942 Bacteria_1 
subterraneus stra 
subterraneus Bact 


Proteob 


asteurellaceae; Aggregatibacter. 

16S 516083 515997 13 96 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; 
16S 548166 548080 13 


96 gi 


acteria; Proteobacteria; 


16S 568093 568007 13 96 gi 
6S ribosomal RNA, partial sequence 56 
ubrobacteridae; Solirubrobacterales; 
16S 717686 717588 1 96 gi 
bosomal RNA, partial sequence 71 
ammaproteobacteria; Enterobacteriales; 
6S 764054 763968 13 96 gi 
ribosomal RNA, partial sequence 


6S 802547 802453 5 
in C21 16S ribosomal RNA, 
eria; Firmicutes; 


96 gi 


Clostridia; 


6S 810175 810089 13 96 gi 


842185 842095 5 92 gi 


938307 938221 13 96 gi 


1065474 1065388 13 96 gi 


eria; Proteobacteria; 


1293126 1293040 13 96 gi 


icus Bacteria; Proteobacteria; 


1403757 1403671 13 96 gi 
16S ribosomal RNA, partial sequence 


1463087 1463001 13 96 gi 


1496436 1496350 13 
16S ribosomal RNA, 


96 gi 
complete sequence 


1505416 1505334 1 81 gi 


261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


Gammaprote 


train KMM 3635 16S ribosomal RNA, part 
Gammaproteoba 


Cc 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


complete seq 
Clostrid 


in Z4 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 


in KMM 3633 16S ribosomal RNA, partial 
Gammaproteobacte 


icus strain VT8 16S ribosomal RNA, par 
Gammapr 


acteria; Gammaproteobacteria; Alteromo 


50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
507942 Bacteria_16S 


acteria; Gammaproteobacteria; Aeromona 
507942 Bacteria_16S 


265678977 
e 12740 
nadales; 


265678944 
17756 


265678708 
partial se 
obacteria; 
265678687 
ial sequen 
cteria; Al 


265678674 
6874 56834 
onexibacte 
265678570 
6437 71796 
Enterobac 
265678537 


265678511 
uence 
iales; Clo 
265678506 
ence 80896 
nadales; P 


265678485 
nce 84098 
irillales; 
265678420 
uence 

Alteromo 


, 


265678334 
sequence 
ria; Ocean 
228716433 
tial seque 
oteobacter 


219857444 
14026 
nadales; P 


224581411 
ence 14618 
nadales; A 
219846691 

14952 
dales; Aer 
219846440 


P 


ref 


ref 


ref 


ref 


ref 


ref 
teri 
ref 
ref 
stri 


ref 


ref 


Mar 
ref 


nada 
ref 
ospi 
ref 
nce 

ia; 

ref 
seud 


ref 


lter 
ref 


omon 
ref 


ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 


ATCC 49989 Bacter 


ia; Firmicutes; Clostridia; 


Clostridiales; 


9 128819 Pseud 
seud 


quen 
Rei 


ce 546976 548458 
tero. 
3 Conexibacter 
race 
8 Enterobacter 
4 Marinobacter 


acea 


801287 80283 


8 810417 Pseud 


seud 


1 842417 Marin 


937095 938588 


1064282 106570 


05 1403959 Pseud 


62 1463368 Marin 


67 1496682 Tolumo 


NR_029285.1 
oalteromona 


NR_029252.1 


4 179023 Aeromo 


NR_029013.1 
ce 514864 
nekea. 

NR_028992.1 


monadales; 
NR_028979.1 


ae; Conexib 
NR_028875.1 


aceae; Enter 
NR_028841.1 


e; Marinobac 
NR_028814.1 
8 
diales Famil 
NR_028809.1 
° 
oalteromona 


NR_028788.1 
° 
inospirillu 
NR_028722.1 


les; Pseudoa 


NR_028636.1 


rillales; Ma 
NR_027551.1 

129190 
Alteromonada 


NR_025032.1 
° 
oalteromonad 
NR_027192.1 
° 
omonadaceae; 


NR_026283.1 


adaceae; Tol 


fo) 
d 


P 


d 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Aeromonas punctata 
nas punctata Bacteria; 


ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

16S 214255 214169 13 96 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
osomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
ammaproteobacteria; Oceanospirillales; Marinomonas. 

16S 262831 262745 13 96 gi| 265678885 |ref|NR_029191.1| Rubrobacter 

ain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
teria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacter. 

16S 293256 293170 13 96 gi|265678865|ref|NR_029171.1| Aggregatibacter 
tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


Reinekea 
516365 Reinekea 


Pseudoalteromonas 
Pseudoalteromonas 


seudoalteromonadaceae; 


Conexibacter woesei 


woesei Bacteria; 
a 


cter. 
Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Marinobacter litoralis 


litoralis Bacteria; 


ter. 

Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Marinospirillum 
spirillum alkaliphilum 


mM. 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Marinomonas 

0 Marinomonas 
rinomonas. 
Marinobacter 

4 1293412 Marinobacter 
les; Alteromonadaceae; 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Marinobacter 

bacter bryozoorum 
Marinobacter. 
Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 


NR_026031.1 


Eubacterium saphenum 


1504208 1505550 Eubacterium saphenum 


Eubacteriaceae; 


Eubac 


terium. 


507942 
subsp. 
subsp. 
507942 Bacteria_ 
strain LMG 22166 
Firmicutes; 
507942 Bacteria_ 
strain LMG 22165 
Firmicutes; 
507942 Bacteria_ 
strain IBS S6874 
Proteobacteria; 


Bacteria_ 


strain KMM 241 16 
Proteobacteria; 


Actinobacteria; 


strain LMG 21857 
Proteobacteria; 


Proteobacteria; 


strain LMG 317541 
Proteobacteria; 


ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 


507942 Bacteria_16S 


issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 


507942 Bacteria_16S 


flavipulchra stra 
flavipulchra Bact 


Pseudoalteromonas. 
507942 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


507942 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas 


507942 Bacteria_16S 


subsp. pectinolyt 


salmonicida subsp. 


Aeromonadaceae; 


mediterranea stra 
mediterranea MMB- 


507942 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


507942 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


507942 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


507942 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


smithia st 
smithia Ba 


Bacil 


Bacil 


G 


507942 Bacteria_16S 


G 


G 


G 
507942 Bacteria_16S 


Aeromonas. 
507942 Bacteria_16S 


16S 1571715 1571629 13 96 gi 


cteria; 
16S 


Proteobacteria; 
1583858 1583760 1 


Gammaproteobac 
96 gi 


Viridibacillus. 
96 gi 


lales; 
16S 


Planococcaceae; 
1585413 1585315 1 


Viridibacillus. 
96 gi 


lales; 
16S 


Planococcaceae; 
1646408 1646322 13 


ammaproteobacteria; Aeromonadales; Aer 
1701370 1701284 13 96 gi 
S ribosomal RNA, partial sequence 


1705968 17058745 96 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
1754675 1754589 13 96 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


1870116 1870030 13 96 gi 


1876206 1876120 13 96 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2026998 2026912 13 96 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
2272003 2271917 13 96 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


gi 


2273476 2273390 13 96 gi 
ain KMM 3549 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 
2291671 2291585 13 96 gi 
in NCIMB2033 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


2303640 2303554 13 96 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2447864 2447778 13 96 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
2456998 2456912 13 96 gi 
ica strain 34mel 16S ribosomal RNA, pa 
pectinolytica Bacteria; Proteobacter 


2586927 2586841 13 

in MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; Gammaprote 
2600740 2600654 13 96 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2602294 2602208 13 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2603848 2603762 13 96 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2639216 2639130 13 96 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


96 gi 
complete se 


507942 Bacteria_16S 


rain AS20/1/1 16S ribosomal RNA, parti 


16S ribosomal RNA, partial sequence 1582619 15841 


16S ribosomal RNA, partial sequence 1584175 15856 


16S ribosomal RNA, partial sequence 1645204 16466 


1700153 17016 
ammaproteobacteria; Alteromonadales; Alt 
507942 Bacteria_16S 
strain HS-5 16S r 
R 
507942 Bacteria_16S 
agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 
507942 Bacteria_16S 


1704738 17061 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 
507942 Bacteria_16S 
strain HK85 16S r 
G 
507942 Bacteria_16S 


1874987 18764 


2601060 26025 


2602614 26041 


ue 


219878156 
al sequenc 
teria; Aer 
219878489 


219878488 


219878446 


omonadacea 
219878407 


eromonad 
219878404 


rmoleophil 
219878370 
equence 

ia; Altero 


219878288 


eromonad 
219878284 


steurellac 
219878178 
20257 
omonadacea 
219857552 
ence 22707 
nadales; P 


219857551 
1 sequence 
eria; Alte 


219857538 
1 sequence 
ria; Alter 


219857528 
ence 23024 
nadales; A 
219857421 
quence 

ia; Altero 


’ 


219857413 
rtial sequ 
ia; Gammap 


’ 


219857277 
quence 

obacteria; 
219857268 
al sequenc 
ria; Paste 
219857267 


steurellac 
219857266 


steurellac 
219857232 
nce 
a; 


ri Paste 


2905375 29052815 96 gi 


mona 


ence 


e 2599506 26010 
urel 


eae; 


eae; 


urel 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
omonadales; Aeromonadaceae; Aeromonas. 
ref|NR_025628.1| Viridibacillus arenosi 
24 Viridibacillus arenosi Bacteria; 


ref|NR_025295.1 
e 1570477 157198 


ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 


ref|NR_025585.1| Aeromonas simiae 

55 Aeromonas simiae Bacteria; 

e; Aeromonas. 

ref|NR_025546.1| Glaciecola mesophila 

51 Glaciecola mesophila Bacteria; 

aceae; Glaciecola. 

ref|NR_025543.1| Thermoleophilum album 

97 Thermoleophilum album Bacteria; 

aceae; Thermoleophilum. 

ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 

monadales; Pseudoalteromonadaceae; 


ref|NR_025427.1| Glaciecola polaris 

93 Glaciecola polaris Bacteria; 

aceae; Glaciecola. 

ref|NR_025423.1| Haemophilus pittmaniae 
54 Haemophilus pittmaniae Bacteria; 

eae; Haemophilus. 

ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref|NR_025140.1 
90 2272278 Pseudo 
seudoalteromonad 


Aeromonas popoffii 
nas popoffii Bacteria; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


7 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


6 


omonadales; u 


ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref|NR_025009.1 

2446675 244812 
dales; Pseud 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 
ref|NR_025001.1| Aeromonas salmonicida 
2455783 2457213 Aeromonas 
roteobacteria; Aeromonadales; 
ref |NR_024908.1 
2585691 258722 
Oceanospirillal 
ref|NR_024899.1 
0 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 

Mannheimia 

9 Mannheimia 

lales; Pasteurellaceae; Mannheimia. 

ref|NR_024898.1| Mannheimia ruminalis 

63 Mannheimia ruminalis Bacteria; 

Mannheimia 

ref|NR_024897.1| Mannheimia varigena 

17 Mannheimia varigena Bacteria; 

Mannheimia 

ref |NR_024860.1 
2637974 263946 

lales; Paste 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


219856853 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


ref|NR_024672.1| Thermaerobacter 
2904128 2905615 Thermaerobacter 


marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 
507942 Bacteria_16S 2932720 2932634 14 97 gi 
japonicum strain ATCC 19191 16S ribosomal RNA, partial 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria 
507942 Bacteria_16S 3043556 3043486 3 73 gi 
strain lacT 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
507942 Bacteria_16S 3300602 3300516 13 96 gi 
sulfidovorans strain RB-1 16S ribosomal RNA, partial se 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobact 
Methylophaga. 

507942 Bacteria_16S 


, 


v 


3384434 3384348 13 96 gi 
strain ATCC 35842 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
507942 Bacteria_16S 3420624 3420538 13 96 gi 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 

507942 Bacteria_16S 3422102 3422016 13 96 gi 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, parti 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacte 
Pseudoalteromonas 
507942 Bacteria_16S 3425069 3424983 13 96 gi 
carrageenovora strain ATCC 12662 16S ribosomal RNA, par 


al 


Pseudoalteromonadaceae; Pseudoalteromonas. 

507942 Bacteria_16S 3426547 3426461 13 96 gi 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; 
Pseudoalteromonas. 

507942 Bacteria_16S 3428028 3427942 13 96 gi 
atlantica strain IAM 12927 16S ribosomal RNA, partial s 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria 
Pseudoalteromonas. 
507942 Bacteria_16S 


’ 


3613170 3613084 13 96 gi 
strain CIP 7430 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
507942 Bacteria_16S 3661743 3661657 13 96 gi 
strain IC079 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
507942 Bacteria_16S 3719085 3718991 5 96 gi 
halophilus strain DSM 6132 16S ribosomal RNA, partial s 
halophilus Bacteria; Proteobacteria; Gammaproteobacteri 
Halothiobacillus. 
507942 Bacteria_16S 3813564 3813478 13 96 gi 
allosaccharophila strain CECT 4199 16S ribosomal RNA, p 
allosaccharophila Bacteria; Proteobacteria; Gammaproteo 
Aeromonas. 
507942 Bacteria_16S 


eq 
a; 


ar 
ba 
3860456 3860386 4 


73 gi 


ci 


en 
na 


ri 


ti 


219856835 
se 


quence 


ence 
ia; 


219846660 

33832 
ricketts 
219846631 
ce 34194 


dales; 


219846630 
sequenc 
Alter 


a; 


219846628 
al seque 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


219846627 
eq 
Alteromon 


uence 


219846626 
eq 


uence 


219846497 
36119 
omonadacea 
219846464 
3660516 36619 
eromonad 
219846424 


uence 


219846354 
tial seq 


cteria; 


219846322 


Oceanosp 
219846894 
3042319 30437 
Desulfov 
219846721 
qu 


er Thio 


Alteromo 


Chromat 


ref|NR_024654.1 

2931509 293296 
irillales; 
ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026313.1 
3299393 330087 
hales; Pisci 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026223.1 
18 3420843 Pseudo 
Pseudoalteromonad 
ref |NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref 
nce 


NR_026220.1 
342386 


ref |NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026056.1 


aceae; Glaciecol 
ref|NR_026015.1 

3717841 371934 
iales; Halothiob 


ref 
uenc 
Aero. 


NR_025945.1 
e 381232 
monadales; A 


ref |NR_025912.1 


Pseud 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 


zosterae Bacteria; 

ulfovibrio. 
Methylophaga 

9 Methylophaga 

rickettsiaceae; 


haga. 

Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


a. 
Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Aeromonas 
7 3813828 Aeromonas 


eromonadaceae; 


Mycoplasma imitans 


Incertae Sedis; 


Desulfovibrio zosterae 


Methylophaga marina 
ophaga marina Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Glaciecola pallidula 
90 Glaciecola pallidula Bacteria; 


strain 4229 16S r 
Tenericutes; Moll 


507942 Bacteria_16S 4009293 4009207 13 96 gi|219846217|ref|NR_025807.1 
strain 848 16S ribosomal RNA, partial sequence 4008054 40095 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
507942 Bacteria_16S 4053161 4053075 13 96 gi| 219846185 |ref|NR_025775.1 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudo 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 
Pseudoalteromonas. 

507942 Bacteria_16S 4130304 4130218 13 96 gi|219846130|ref|NR_025720.1 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


507942 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


507942 Bacteria_16S 


translucida strai 
translucida Bacte 
Pseudoalteromonas 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3859256 38606 


JC2042 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 
4170367 4170281 13 96 gi 
ammaproteobacteria; Alteromonadales; A 
4214427 4214341 13 96 gi 
n KMM 520 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


6S ribosomal RNA, partial sequence 4169129 41706 


ue 
a; 


nce 


219846100 
64 
1lteromonad 
219846065 
equence 

ia; Altero 


’ 


507942 Bacteria_16S 


4215982 4215896 13 96 gi 


219846064 


paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 


Alteromonad 


ref 


acea 
ref 


mona 


ref 


i 


129099 41305 
ales; 


Marinobacter 
e; 


4213214 42147 
dales; 


Alter 
NR_025690.1 


Marinoba 
NR_025655.1 


Pseu 


NR_025654.1 


3 
oO 


Cc 


1 
d 


94 Mycoplasma imitans Bacteria; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


ter. 

Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 


4214764 4216269 Pseudoalteromonas 


Aeromonas molluscorum 
59 Aeromonas molluscorum Bacteria; 


Marinobacter excellens 
excellens Bacteria; 


paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


507942 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


507942 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


507942 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


507942 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


507942 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


507942 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


507942 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


507942 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


507942 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


507942 Bacteria_16S 


195619 195526 6 96 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
385571 385486 14 96 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
445775 445690 14 96 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 
458127 458042 14 96 gi 
ammaproteobacteria; Pseudomonadales; P 
471676 471591 14 96 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
491745 491652 6 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
493244 493159 14 96 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; 
546691 546618 
16S ribosomal RNA, 
ammaproteobacteria; 
555869 555784 


Alteromonadales; 
L 73 gi 
partial sequence 

Enterobacteriales; 
14 96 gi 


ammaproteobacteria; Pseudomonadales; P 
557411 557326 14 96 gi 


265678933 
ence 19438 
occales; 
265678798 


384340 38587 
seudomonad 


265678758 
quence 
eria; Pseu 


265678746 


16S ribosomal RNA, partial sequence 456977 45835 
seudomonad 


265678737 


470446 47199 
seudomonad 


265678724 


490502 49197 
Halomonad 


265678723 


492024 49353 
Alteromonad 


265678688 
54547 
Enterobac 

265678682 


6S ribosomal RNA, partial sequence 554659 55615 
seudomonad: 


265678681 


strain P 527/13 16S ribosomal RNA, partial sequence 556201 55769 


Proteobacteria; G 


507942 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
558955 558870 14 96 gi 


seudomonad 
265678680 


strain P 538/23 16S ribosomal RNA, partial sequence 557743 55923 


Proteobacteria; G 


507942 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


507942 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


507942 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


507942 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


507942 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


507942 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


507942 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


507942 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


507942 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


507942 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


507942 Bacteria_16S 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; P 
640756 640671 14 96 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
663361 663288 1 73 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


672525 672440 14 96 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 
690694 690621 1 


73 gi 


seudomonad 
265678624 


639529 64105 


seudomonad 
265678607 


662137 66364 


Enterobac 
265678601 
ial sequen 


obacteria; 


265678589 


16S ribosomal RNA, partial sequence 689459 69096 


ammaproteobacteria; Enterobacteriales; 
692246 692173 1 i3 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


737610 737537 1 73 
ribosomal RNA, partial sequence 


gi 


Enterobac 
265678588 
sequence 

ia; Entero 


265678556 


736380 73789 


M 


ref 


ref 


acea 
ref 


domo 


ref 


acea 
ref 


acea 
ref 


acea 
ref 


acea 
ref 


teri 
ref 


acea 
ref 


acea 
ref 


acea 
ref 


acea 
ref 


teri 


ref 


Pse 


ref 


teri 
ref 


bact 


ref 


ref 


Car 
ref 


acea 
ref 


omon 


ref 


iace 


icutes; Entomoplasmatales; Entomoplasmataceae; E 
754914 754829 14 96 gi| 265678543 
DA3079 16S ribosomal RNA, partial sequence 75371 
acteria; Gammaproteobacteria; Cardiobacteriales; 
771708 771623 14 96 gi| 265678532 
S ribosomal RNA, partial sequence 770475 77198 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
785645 785560 14 96 gi| 265678522 
in CFBP 5447 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Gammaproteobacteria; Pseud 
788670 788585 14 96 gi| 265678520 
bosomal RNA, partial sequence 787469 78896 
ammaproteobacteria; Thiotrichales; Pisciricketts 
813276 813183 6 96 gi| 265678504 


ref 


5 195842 Methy 
ethy 


444544 44607 


7 Enterobacter 


ce 671276 67277 
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507942 Bacteria_16S 1667798 1667725 1 73 gi|219878430|ref|NR_025569.1| Escherichia albertii 
strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

507942 Bacteria_16S 1672403 1672330 1 73 gi|219878427|ref|NR_025566.1| Enterobacter cowanii 
strain 888-76 16S ribosomal RNA, partial sequence 1671187 1672548 Enterobacter cowanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

507942 Bacteria_16S 1692057 1691972 14 96 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 

507942 Bacteria_16S 1693639 1693546 6 96 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

507942 Bacteria_16S 1695180 1695095 14 96 gi|219878411|ref|NR_025550.1| Pseudomonas cannabina 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 1695461 Pseudomonas cannabina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

507942 Bacteria_16S 1696724 1696639 14 96 gi|219878410|ref|NR_025549.1| Pseudomonas tremae 
strain TOl 16S ribosomal RNA, partial sequence 1695512 1697005 Pseudomonas tremae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

507942 Bacteria_16S 1766785 1766692 6 96 gi|219878360|ref|NR_025499.1] Alkalilimnicola 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
507942 Bacteria_16S 1815316 1815231 14 96 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

507942 Bacteria_16S 1862496 1862411 14 96 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

507942 Bacteria_16S 2002854 2002781 1 73 gi|219878194|ref|NR_025333.1| Leminorella grimontii 
strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 

507942 Bacteria_16S 2005931 2005858 1 73 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 
strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

507942 Bacteria_16S 2007477 2007404 1 73 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

507942 Bacteria_16S 2009021 2008948 1 73 gi|219878190|ref|NR_025329.1| Buttiauxella 
ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

507942 Bacteria_16S 2010580 2010507 1 73 gi| 219878189 |ref|NR_025328.1| Buttiauxella brennerae 
strain $1/6-571 16S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

507942 Bacteria_16S 2121655 2121582 1 73 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 

507942 Bacteria_16S 2138282 2138197 14 96 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

507942 Bacteria_16S 2144274 2144189 14 96 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 
strain Ps 9-14 16S ribosomal RNA, partial sequence 2143068 2144522 Pseudomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

507942 Bacteria_16S 2145779 2145694 14 96 gi|219857638|ref|NR_025227.1| Pseudomonas 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

507942 Bacteria_16S 2188256 2188163 6 96 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

507942 Bacteria_16S 2220008 2219923 14 96 gi| 219857586 |ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

507942 Bacteria_16S 2235166 2235081 14 96 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
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thivervalensis strain SBK26 16S ribosomal RNA, partial 

thivervalensis Bacteria; Proteobacteria; Gammaproteobac 
Pseudomonas. 
507942 Bacteria_16S 2523371 2523286 14 96 gi 
brassicacearum strain DBK11 16S ribosomal RNA, partial 
brassicacearum Bacteria; Proteobacteria; Gammaproteobac 
Pseudomonas. 
507942 Bacteria_16S 
strain CIP 105469 


219857362 
sequence 
teria; Pse 


219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 


2556197 2556112 14 96 gi 
16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
507942 Bacteria_16S 2557763 2557678 14 96 gi 
strain CIP 105470 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
507942 Bacteria_16S 2562389 2562304 14 96 gi 
strain CIP 105259 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
507942 Bacteria_16S 2571522 2571437 14 96 gi 
strain CIP 105274 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
507942 Bacteria_16S 2580643 2580558 14 96 gi 
strain CFML 96-198 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
507942 Bacteria_16S 2582209 2582124 14 96 gi 
strain CIP 104664 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
507942 Bacteria_16S 2583779 2583694 14 96 gi 
strain CIP 104883 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
507942 Bacteria_16S 2585348 2585263 14 96 gi 
strain CFML 96-170 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
507942 Bacteria_16S 2596186 2596101 14 96 gi 
strain CIP 105273 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
507942 Bacteria_16S 2597752 2597667 14 96 gi 
strain CIP 105460 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
507942 Bacteria_16S 2605402 2605329 13 84 gi| 219857265 
strain P925 16S ribosomal RNA, partial sequence 2604168 26056 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
507942 Bacteria_16S 2620957 2620884 1 73 gi| 219857252 
strain ATCC 51603 16S ribosomal RNA, partial sequence 26197 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
507942 Bacteria_16S 2636085 2636012 1 73 gi| 219857234 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 26348 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 2637649 2637576 1 73 gi| 219857233 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 26364 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
507942 Bacteria_16S 2763705 2763632 1 73 gi|219857142 
strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 27639 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
507942 Bacteria_16S 2765221 2765148 1 73 gi|219857141 
strain JCM1680 16S ribosomal RNA, partial sequence 


64 2322265 Pseud 
acea 


16 2323816 Pseud 
seud 


42 2425535 Halot 
thio 
40 2463175 Raoul 


uenc 
nell 


udomonadales; 


udomonadales; 


acea 


acea 


acea 


ref|NR_025103.1 
°. 
e; Pseudomon 
NR_025102.1 


fo} 


ref 
omonadaceae; 
NR_025030.1 
h 
, 


ref 


bacillaceae 
NR_024996.1 
t 
erobacteriac 
NR_024968.1 
e 250240 
ales; Legion 
ref|NR_024951.1 

2520665 252209 
Ps 


ref 


Ent 
ref 


ref 
2522145 25236 
P 


NR_024950.1 
1 
s 


ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
e; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
e; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
e; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024896.1 


Pseudomonas brenneri 


monas brenneri Bacteria; 
as. 


Pseudomonas grimontii 


monas grimontii 


Pseudomonas. 
Halothiobacillus 


iobacillus kellyi 


Halothiobacillus. 
Raoultella planticola 


ella planticola 
eae; 


Raoultella. 
Legionella 


5 2503874 Legionella 
ellaceae; Legionella. 


Pseudomonas 


4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 


7 Pseudomonas 
eudomonadaceae; 


Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 


monas migulae Bacteria; 
as. 


Pseudomonas mosselii 


monas mosselii Bacteria; 
as. 


Pseudomonas jessenii 


monas jessenii Bacteria; 
as. 


Pseudomonas cedrina 


monas cedrina Bacteria; 
as. 


Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


monas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


monas orientalis 


Pseudomonas. 
Pseudomonas mandelii 


monas mandelii Bacteria; 


as. 
Pseudomonas libanensis 


monas libanensis 


Pseudomonas. 
Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


eae; Mannheimia. 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


2763991 2765456 Edwardsiella ictaluri Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 


507942 Bacteria_16S 2766737 2766664 1 73 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

507942 Bacteria_16S 2854645 2854560 14 96 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
strain ATCC 13522 16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

507942 Bacteria_16S 2863930 2863845 14 96 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

507942 Bacteria_16S 2884281 2884188 6 96 gi| 219856869 |ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

507942 Bacteria_16S 2920741 2920656 14 96 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

507942 Bacteria_16S 2947952 2947879 1 73 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

507942 Bacteria_16S 2949442 2949369 1 73 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

507942 Bacteria_16S 2950930 2950857 1 73 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

507942 Bacteria_16S 2952431 2952358 1 73 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

507942 Bacteria_16S 2953929 2953856 1 73 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

507942 Bacteria_16S 2975148 2975063 14 96 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 


strain PCl 16S ri 
Proteobacteria; G 


507942 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


507942 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


507942 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


507942 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


507942 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


507942 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


507942 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


507942 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


507942 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


507942 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3096316 3096231 14 96 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3121858 3121773 14 96 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123405 3123320 14 96 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3155004 3154911 6 96 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3177861 3177776 14 96 gi 


se 


en 
da 


eq 
11 


en 
ur 


en 
oc 


ammaproteobacteria; Pseudomonadales; Pse 
3271682 3271609 1 73 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3273220 3273147 1 73 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3382895 3382810 14 96 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


E 
E 


2 
a; 


3550778 3550709 5 73 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3576615 3576522 6 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3584093 3584024 5 73 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 


ti 


id 


io 


eq 
ri 


507942 Bacteria_16S 


2973936 29754 


219846858 


219846841 


219846840 


219846819 


219846803 


16S ribosomal RNA, partial sequence 3176631 31781 


219846740 


219846739 


219846661 


219846543 


219846525 
3575389 35768 


219846520 


udomonad 


ce 30950 
les; Suc 


uence 


aceae; A 


ce 31221 
inibacil 


ce 31537 
caceae; 
udomonad 


32704 
nterobac 


32719 
nterobac 


sequence 


Thiotri 


al seque 
iales; C 
nellacea 


uence 
diales; 


3666380 3666295 14 96 gi 


219846461 


aceae; Pseudomon 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026433.1 
120644 312214 
neurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026395.1 


w 


aceae; Pseudomon 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
NR_026253.1 
3381669 338315 
chales; Pisciric 


ref 
nce 
lost 
ref 


NR_026135.1 

354957 
ridiaceae; C 
NR_026117.1 


e; Legionella. 
ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 


restrictus strain PER-K23 16S ribosomal RNA, partial sequence 


restrictus Bacter 


ia; Firmicutes; Clostridia; Clostridiale 


s; Pepto 


29 Pseudomonas cichorii Bacteria; 


as. 
Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Desulfosporosinus 
osporosinus orientis 
Ss. 

Pseudomonas graminis 


v 


59 Pseudomonas graminis Bacteria; 


as. 

Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Methylophaga 

7 Methylophaga 
kettsiaceae; 


Clostridium 

2 3551038 Clostridium 
lostridium. 
Legionella feeleii 


54 Legionella feeleii Bacteria; 


Clostridium 
5 Clostridium 
Clostridium. 


ref|NR_026053.1 
3665143 366662 
coccaceae; Dehal 


Dehalobacter 
8 Dehalobacter 
obacter. 


507942 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; 


porcinus strain N 
Bacteria; Proteob 


507942 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


507942 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


507942 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


507942 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


507942 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


507942 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


507942 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


507942 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


507942 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


507942 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


507942 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


507942 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


507942 Bacteria_16S 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


507942 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


507942 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


507942 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


507942 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; G 


507942 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


507942 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


G 
507942 Bacteria_16S 


G 
507942 Bacteria_16S 


3695152 3695067 14 96 gi 
ammaproteobacteria; Pasteurellales; Pa 
3696588 3696503 14 96 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3810419 3810322 3 96 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3816635 3816550 14 96 gi 
rain R3 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Gammaproteobac 


11 


te 


3828886 3828801 14 96 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3837798 3837702 3 96 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3906620 3906535 14 96 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


ct 


H 


qu 
er 


4019846 4019761 14 96 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ue 
a; 


4021391 4021306 14 96 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ue 
a; 


4057637 4057552 14 96 gi 
TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 
4159738 4159665 1 73 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4164335 4164262 1 73 gi 
6S ribo 
icutes; 


ne 
na 


ta 


Entomoplasmatales; Entomoplasmat 
4175016 4174943 1 73 gi 
in GRUA-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4181169 4181096 1 73 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
4185672 4185599 1 73 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
4191825 4191740 14 96 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


eq 
la 


ue 
ia 


4196349 4196264 14 96 gi 
n JC2044 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
4208322 4208229 6 96 gi 
strain 41 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clo 
ella. 


qu 
ia 


se 
st 


4235674 4235601 1 73 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


E 


219846441 
6S ribosomal RNA, partial sequence 3693916 36953 
st 
219846439 
ce 


219846356 
3809177 38107 
udomonad 
219846352 
ue 


se 


219846344 
219846337 
3836584 38380 


219846291 


219846210 


219846209 


219846182 


219846105 
somal RNA, partial sequence 4163118 41646 


219846097 
219846092 
4179947 41814 


219846086 
4184459 41859 


219846081 


219846078 


219846070 


219846045 
4234473 42358 


eurellac 


36953 
ales; Pa 


nce 


ria; Chr 


38276 
eriales; 


alomonad 


ence 


ia; Pseu 


nce 


nce 


e 40564 
dales; 


ceae; Sp 


aceae; M 
uence 
smatales 


aceae; M 


aceae; E 
nce 
Altero: 


, 


ence 
Oceano 


v 


quence 
ridiales 


nterobac 


4246179 4246106 1 73 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
155971 155875 3 96 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
323544 323452 6 96 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiaceae 


E 


ue 
id 


219722938 
4244934 42463 


265678959 


265678845 
322285 323818 Halothermothrix orenii Bacteria; 


nterobac 


nce 


iales; C 


Alteromonad 


Alteromonad 


Alter 
219846108 
4158509 41600 


ref|NR_026032.1| Pasteurella aerogenes 

20 Pasteurella aerogenes Bacteria; 

eae. 

ref|NR_026030.1| Actinobacillus 

71 3696836 Actinobacillus porcinus 

steurellaceae; Actinobacillus. 

ref|NR_025947.1| Pseudomonas flavescens 

05 Pseudomonas flavescens Bacteria; 

aceae; Pseudomonas. 

ref |NR_025943.1| Halothiobacillus 
3815400 3816903 Halothiobacillus 

omatiales; Halothiobacillaceae; 


Cardiobacterium 
bacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_025927.1| Halomonas pacifica 
63 Halomonas pacifica Bacteria; 
aceae; Halomonas. 

NR_025881.1 
i 
e 


ref |NR_025934.1 
53 3829122 Cardio 


Pseudomonas 
8 Pseudomonas 
nadales; udomonadaceae; 

Marinobacter 
7 Marinobacter 
monadaceae; 


NR_025800.1 
4018632 402012 
ales; Altero 


Marinobacter 
2 Marinobacter 
monadaceae; 


ref|NR_025799.1 
4020178 402167 
ales; Altero 


Microbulbifer 
ulbifer maritimus 
omonadaceae; Microbulbifer. 
ref|NR_025698.1| Spiroplasma chinense 
24 Spiroplasma chinense Bacteria; 
iroplasma. 
ref|NR_025695.1| Mesoplasma tabanidae 
23 Mesoplasma tabanidae Bacteria; 
esoplasma. 
ref|NR_025687.1 
4173799 417528 
; Entomoplasmataceae; Mesoplasma. 
ref|NR_025682.1| Mesoplasma chauliocola 
46 Mesoplasma chauliocola Bacteria; 
esoplasma. 
ref|NR_025676.1| Entomoplasma luminosum 
49 Entomoplasma luminosum Bacteria; 
ntomoplasma. 
ref |NR_025671.1 
190616 419208 
monadales; Alter 


ref|NR_025772.1 
29 4057918 Microb 
, 


Mesoplasma 
7 Mesoplasma 


Marinobacter 
8 Marinobacter 
omonadaceae; 


rs 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


ref|NR_025668.1 
195136 419657 
spirillales; Hah 
ref|NR_025660.1 

4207086 420854 


ostridiales 


rs 


ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 
teriaceae; Klebsiella. 
ref|NR_024570.1| Escherichia coli 
83 Escherichia coli Bacteria; 
teriaceae; Escherichia. 
ref|NR_029267.1| Clostridium 

154728 156242 Clostridium 
lostridiaceae; Clostridium. 


Haloth 


v 


ref|NR_029150.1| Halothermothrix orenii 


ermothrix. 


507942 Bacteria_16S 
strain 3WC2 16S r 


590558 590490 6 73 
ibosomal RNA, partial sequence 


gi 


265678659 


589361 59079 


ref|NR_028964.1 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 667969 667881 13 98 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
507942 Bacteria_16S 711489 711393 3 96 gi|265678575|ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

507942 Bacteria_16S 793318 793222 3 96 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

507942 Bacteria_16S 872478 872390 13 98 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

507942 Bacteria_16S 967775 967679 3 96 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

507942 Bacteria_16S 1112020 1111924 3 96 gi|265678301|ref|NR_028602.1| Moritella yayanosii 


strain DB21MT-5 1 
Proteobacteria; G 
507942 Bacteria_16S 
colombiense DSM 1 
12261 Bacteria; Synergistetes; Synergistia; 
507942 Bacteria_16S 1789241 1789161 3 
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81 gi 


saxobsidens strain BC448 16S ribosomal RNA, partial seq 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 
507942 Bacteria_16S 1929506 1929410 3 96 
strain 2674 16S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; M 


507942 Bacteria_16S 1931042 1930946 3 96 
strain 2693 16S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; M 


507942 Bacteria_16S 
strain 581 


1974886 1974790 3 96 
16S ribosomal RNA, partial sequence 


gi 


Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

507942 Bacteria_16S 2105028 2104932 3 96 gi| 219878117 |ref|NR_025256.1 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxyn 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 
507942 Bacteria_16S 2160834 2160746 13 98 gi|219857628|ref|NR_025217.1 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 216110 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Swaminathania. 

507942 Bacteria_16S 2509734 2509646 13 98 gi|219857371|ref|NR_024959.1 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 251001 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetoba 
Gluconacetobacter. 

507942 Bacteria_16S 2548623 2548531 6 96 gi| 219857345 |ref|NR_024933.1 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulf 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinu 
507942 Bacteria_16S 2560846 2560778 6 73 gi|219857337|ref|NR_024925.1 


strain ILE-3 16S ribosomal RNA, partial sequence 


Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

507942 Bacteria_16S 2709878 2709790 13 98 gi|219857182|ref|NR_024810.1 
strain AA08 16S ribosomal RNA, partial sequence 2708714 27101 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 
507942 Bacteria_16S 2757806 27577115 96 gi|219857148|ref|NR_024776.1 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 275805 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Fami 
Thermaerobacter. 

507942 Bacteria_16S 2762241 2762153 13 98 gi| 219857145 |ref|NR_024773.1 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 27624 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 
507942 Bacteria_16S 2795406 2795326 3 81 gi|219857120|ref|NR_024748.1 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 279557 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; A 
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Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

507942 Bacteria_16S 2937223 2937135 13 98 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

507942 Bacteria_16S 3004181 3004093 13 98 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
507942 Bacteria_16S 3011602 3011522 3 81 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

507942 Bacteria_16S 3088821 3088741 3 81 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 

507942 Bacteria_16S 3118863 3118775 13 98 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
507942 Bacteria_16S 3268564 3268480 14 96 gi|219846742|ref|NR_026334.1| Legionella lytica 
strain L2 16S ribosomal RNA, partial sequence 3267345 3268825 Legionella lytica Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

507942 Bacteria_16S 3317328 3317232 3 96 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

507942 Bacteria_16S 3553837 3553749 13 98 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

507942 Bacteria_16S 3555368 3555280 13 98 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

507942 Bacteria_16S 3726668 3726588 3 81 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

507942 Bacteria_16S 3840847 3840767 3 81 gi|219846335|ref|NR_025925.1| Blastococcus 
aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

507942 Bacteria_16S 3942688 3942600 13 98 gi|219846264|ref|NR_025854.1| Acidiphilium rubrum 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium rubrum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

507942 Bacteria_16S 3944149 3944061 13 98 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 
507942 Bacteria_16S 3947069 3946981 13 98 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 
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ref |NR_025325.1 


Hyphomonas polymorpha 


strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


507942 Bacteria_16S 2397574 2397487 12 96 gi|219857462|ref|NR_025050.1 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 239781 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Famil 
Anaerobranca. 

507942 Bacteria_16S 2537007 2536920 13 97 gi|219857353|ref|NR_024941.1 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 25371 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
507942 Bacteria_16S 2538365 2538278 13 97 gi|219857352|ref|NR_024940.1 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 25385 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
507942 Bacteria_16S 2539770 2539683 13 97 gi|219857351|ref|NR_024939.1 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 25399 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
507942 Bacteria_16S 2541100 2541013 13 97 gi|219857350|ref|NR_024938.1 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 25412 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
507942 Bacteria_16S 2542505 2542418 13 97 gi| 219857349 |ref|NR_024937.1 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 25426 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
507942 Bacteria_16S 2781900 2781813 12 96 gi|219857129|ref|NR_024757.1 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 27821 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
507942 Bacteria_16S 2991943 2991853 6 95 gi|219846929|ref|NR_026521.1 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 
507942 Bacteria_16S 3051116 3051045 3 73 gi|219846888|ref|NR_026480.1 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 305136 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

507942 Bacteria_16S 3318836 3318749 14 98 gi|219846708|ref|NR_026300.1 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 33191 

Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

507942 Bacteria_16S 3520068 3520001 4 70 gi| 219846563 |ref|NR_026155.1 
strain ATCC 33530 16S ribosomal RNA, partial sequence 3518849 3520338 Mycopl 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

507942 Bacteria_16S 3768180 3768109 3 73 gi| 219846386 |ref|NR_025977.1 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 376838 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
Desulfovibrio. 

507942 Bacteria_16S 3945607 3945520 14 98 gi|219846262|ref|NR_025852.1 
strain PW2 16S ribosomal RNA, partial sequence 3944448 39458 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
507942 Bacteria_16S 3949989 3949902 14 98 gi|219846259|ref|NR_025849.1 
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s strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 
s Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spiro 

487034 486948 13 96 gi| 265678727 |ref|NR_029032.1 
RNA, partial sequence 485792 487320 Vibrio ponticus Bacte 
ia; Vibrionales; Vibrionaceae; Vibrio. 

563578 563492 13 96 gi| 265678677 |ref|NR_028982.1 
n DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 
ria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; A 

616446 616360 13 96 gi| 265678641 |ref|NR_028946.1 
bosomal RNA, complete sequence 615203 61674 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

639192 639110 14 93 gi| 265678625 |ref|NR_028930.1 

e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenot 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

645423 645337 13 96 gi|265678621|ref|NR_028926.1 
al RNA, complete sequence 644174 645732 Vibrio lentus Bacteri 
ia; Vibrionales; Vibrionaceae; Vibrio. 

709921 709835 13 96 gi|265678576|ref|NR_028881.1 

16S ribosomal RNA, partial sequence 708668 710188 Aliivi 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

770180 770094 13 96 gi| 265678533 |ref|NR_028837.1 

RNA, partial sequence 768965 770424 Vibrio ruber Bacteria 
ia; Vibrionales; Vibrionaceae; Vibrio. 

867964 867882 14 93 gi| 265678467 |ref|NR_028770.1 
16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 

1012102 1012016 13 96 gi|265678370|ref|NR_028672.1 
ibosomal RNA, partial sequence 1010904 10123 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1080201 1080115 13 96 gi|265678323|ref|NR_028625.1 
ribosomal RNA, partial sequence 1079018 10804 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 

1081714 1081616 1 96 gi|265678322|ref|NR_028624.1 

ribosomal RNA, partial sequence 1080469 10819 
lales; Bacillaceae; Bacillus. 
1093926 1093840 13 96 gi|265678314|ref|NR_028616.1 


indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 


265678953|ref|NR_029261.1| Lactobacillus 
sequence 163866 165437 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
265678951|ref|NR_029259.1| Vibrio mimicus strain 
o mimicus Bacteria; Proteobacteria; 
265678950|ref|NR_029258.1| Vibrio metschnikovii 
168553 169985 Vibrio metschnikovii Bacteria; 
onaceae; Vibrio. 
265678949|ref|NR_029257.1| Vibrio mediterranei 
170036 171505 Vibrio mediterranei Bacteria; 
onaceae; Vibrio. 
265678948 |ref|NR_029256.1| Vibrio gazogenes 
171556 173003 Vibrio gazogenes Bacteria; 
onaceae; Vibrio. 
265678947|ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Spirochaeta 
Spirochaeta 

chaeta. 

Vibrio ponticus strain 
ria; Proteobacteria; 


Acidithiobacillus 
Acidithiobacillus 


cidithiobacillaceae; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Vibrio lentus strain 
a; Proteobacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Vibrio ruber strain 
Proteobacteria; 


’ 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


1092739 109419 


Acetobacter 
2 Acetobacter 


indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


507942 Bacteria_16S 1095367 1095281 13 96 gi|265678313|ref|NR_028615.1 
strain NBRC 13755 16S ribosomal RNA, partial sequence 1094243 1095577 Acetob 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
507942 Bacteria_16S 1096811 1096725 13 96 gi|265678312|ref|NR_028614.1 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 1095628 109707 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acet 
Acetobacter. 

507942 Bacteria_16S 1136160 1136074 13 96 gi|253680766|ref|NR_028014.1 
strain YB1 16S ribosomal RNA, partial sequence 1134932 11363 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

507942 Bacteria_16S 1140776 1140690 13 96 gi|253680763|ref|NR_028011.1 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 114102 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Sali 
Salinisphaera. 

507942 Bacteria_16S 1154272 1154186 13 96 gi|253680754|ref|NR_028002.1 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
507942 Bacteria_16S 1258601 1258515 13 96 gi| 219856813 |ref|NR_024632.1 


strain A431 16S r 
G 


Proteobacteria; 
507942 Bacteria_ 


thermoviolaceus s 
1308545 St 


Actinobacteridae; 


507942 Bacteria_16S 
juglandis str 
juglandis Bac 


pv. 
pv. 
Xanthomonas. 


507942 Bacteria_16S 
denitrificans str 


denitrificans OS2 
Shewanella. 


507942 Bacteria_16S 
antibioticus stra 
antibioticus Bact 


Lysobacter. 


507942 Bacteria_16S 
doudoroffii strai 
doudoroffii Bacte 
507942 Bacteria_16S 
strain 8025 16S r 
G 
507942 Bacteria_16S 
lipocyclicus stra 
lipocyclicus Bact 
507942 Bacteria_16S 
decolorationis st 
decolorationis Ba 


Proteobacteria; 


Shewanella. 


507942 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


507942 Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacter 
507942 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


507942 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; 


strain LMG 1746 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
507942 Bacteria_16S 


strain LMG 1625 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
507942 Bacteria_16S 


G 
507942 Bacteria_16S 


ibosomal RNA, partial sequence 1257400 12588 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
16S 1308273 1308191 1 81 gi| 228721493 
ubsp. thermoviolaceus strain DSM 40443 16S ribos 
reptomyces thermoviolaceus subsp. thermoviolaceu 
Actinomycetales; Streptomycineae; Streptomyceta 
1312761 1312679 14 93 gi| 228721465 
ain LMG 747 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Gammaproteobacteria; Xant 


1385851 1385765 13 96 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


228716834 
equence 
eobacteria 


1429656 1429574 14 93 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


224581439 
sequence 
ria; Xanth 


1455649 1455563 13 96 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacteria; Aeromo 
1512874 1512788 13 96 gi| 219878127 
ibosomal RNA, partial sequence 1511717 15130 
ammaproteobacteria; Pasteurellales; Pasteurellac 
1582294 1582208 13 96 gi| 219878490 
in CCUG 44693 16S ribosomal RNA, partial sequenc 
eria; Proteobacteria; Alphaproteobacteria; Rhodo 
1608568 1608482 13 96 gi| 219878471 
rain S12 16S ribosomal RNA, partial sequence 

cteria; Proteobacteria; Gammaproteobacteria; Alt 


224581417 
sequence 


1634196 1634110 13 96 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 
1658552 1658466 13 96 gi| 219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1699823 1699737 13 96 gi| 219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1737876 1737790 13 96 gi| 219878383 
ibosomal RNA, partial sequence 1736673 17381 
ammaproteobacteria; Oceanospirillales; 0 
1750082 1749996 13 96 gi| 219878374 
6S ribosomal RNA, partial sequence 1748919 17503 
Acetobacte 
1751574 1751488 13 96 gi| 219878373 
6S ribosomal RNA, partial sequence 175041117518 
Acetobacte 


219878454 
equence 
; Aeromona 


Vv 


ibri 
ref 
omal 
s Ba 


oO. 
NR_027616.1 
RNA, parti 
cteria; Act 


a 
i 
ceae; Streptomyc 


Acetobacter peroxydans 


acter peroxydans 


’ 


Acetobacter. 
Acetobacter 


0 Acetobacter 
obacteraceae; 


Vibrio coralliilyticus 
96 Vibrio coralliilyticus Bacteria; 


Salinisphaera 


5 Salinisphaera 


1 sequence 
nobacteria; 
es. 


ref |NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_027556.1 
1384632 138613 
Alteromonadale 


v 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_025266.1 


eae; Histophilu 
ref |NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025610.1 

1607365 160881 
eromonadales; Sh 


ref|NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025575.1 
o fortis Bacteri 


ref 
oO po 


NR_025547.1 
meroyi Bacte 


ref|NR_025522.1 


ref|NR_025513.1 


race 
ref 


ae; Acetobac 
NR_025512.1 


raceae; Acetobac 


1777257 1777171 13 96 gi| 219878352 


3 


1 


Ss; 


1 


5 


adaceae; 


ref |NR_025491.1 


nisphaeraceae; 


Photobacterium indicum 
25 Photobacterium indicum Bacteria; 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Streptomyces 


Xanthomonas arboricola 
Xanthomonas arboricola 
thomonadaceae; 


Shewanella 
Shewanella 
Shewanellaceae; 


Lysobacter 
Lysobacter 


homonadaceae; 


Oceanimonas 
Oceanimonas 
Oceanimonas. 
Histophilus somni 


77 Histophilus somni Bacteria; 
s. 


Rhodovarius 


8 Rhodovarius 


Shewanella 


2 Shewanella 
ewanellaceae; 


Oceanisphaera 


9 Oceanisphaera 

aceae; Oceanisphaera. 
Vibrio fortis strain 
a; 


Proteobacteria; 


Vibrio pomeroyi strain 
ria; 


Proteobacteria; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 
leispira. 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 
ter. 
Acetobacter cerevisiae 
52 Acetobacter cerevisiae Bacteria; 
ter. 


Vibrio hepatarius 


strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


1307063 


507942 Bacteria_16S 1780339 1780245 5 96 gi|219878350|ref|NR_025489.1| Paenibacillus 


agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
507942 Bacteria_16S 1792365 1792279 13 96 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 


R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


507942 Bacteria_16S 1795394 1795308 13 96 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

507942 Bacteria_16S 1796878 1796792 13 96 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 


strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
507942 Bacteria_16S 1798433 1798347 13 96 gi|219878337|ref|NR_025476.1| Vibrio neptunius 
strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
507942 Bacteria_16S 1829002 1828916 13 96 gi|219878317|ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
507942 Bacteria_16S 1847435 1847349 13 96 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 
507942 Bacteria_16S 1877725 1877647 5 81 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
507942 Bacteria_16S 2042147 2042065 14 93 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 
507942 Bacteria_16S 2043706 2043624 14 93 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 
507942 Bacteria_16S 2045281 2045199 14 93 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteimonas mephitis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 

507942 Bacteria_16S 2057641 2057559 1 81 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
507942 Bacteria_16S 2059180 2059098 1 81 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


507942 Bacteria_16S 2083720 2083626 5 96 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

507942 Bacteria_16S 2092725 2092639 13 96 gi|219878128|ref|NR_025267.1| Shewanella baltica 
strain 63 16S ribosomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

507942 Bacteria_16S 2117110 2117024 13 96 gi|219857657|ref|NR_025246.1| Microbulbifer 


elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 
507942 Bacteria_16S 2185167 2185085 14 93 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 
507942 Bacteria_16S 2247273 2247191 1 81 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
507942 Bacteria_16S 2294736 2294650 13 96 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
507942 Bacteria_16S 2318822 2318740 14 93 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
507942 Bacteria_16S 2320414 2320332 14 93 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 


is} 


gi 


219857202 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 
gi 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 


gi 


sequence 


gi 


219857201 
26818 
219857200 
26833 
219857199 
26847 
219857198 
26862 
219857197 
26876 
219857196 


219857195 


219857193 


219857192 
26949 
219857191 
26950 
219857190 


219857189 
26995 
219857188 
26996 
219857187 
27026 
219857186 
27026 
219857185 


219857184 


219857183 


219857182 
27087 
219857181 

27101 
219857180 

27 
219857179 
271 
219857178 
271 
219857177 

27161 
219857176 


219857175 
27 
219857174 
27207 
219857173 
27221 
219857172 
27237 
219857170 
27252 
219857169 
27268 
219857168 


219857167 
27298 
219857166 


219857165 
27343 


ref|NR_024830.1 


2680270 268176 


ref |NR_024829.1 
12 2683258 
ref |NR_024828.1 
09 2684716 
ref |NR_024827.1 
67 2686150 
ref |NR_024826.1 
01 2687648 
ref |NR_024825.1 
99 2689113 
ref |NR_024824.1 


2689164 269065 


ref|NR_024823.1 


2690706 269211 


ref|NR_024821.1 


2692168 269363 


ref 
59 

ref|NR_024819.1 
10 2696445 
NR_024818.1 


NR_024820.1 


2696496 269800 


NR_024817.1 


NR_024816.1 
06 2701098 
ref|NR_024815.1 
38 
ref|NR_024814.1 
89 2704071 
NR_024813.1 


2704122 270562 


NR_024812.1 


2705678 270719 


NR_024809.1 
75 2711547 
ref |NR_024808.1 
98 2712985 
ref |NR_024807.1 
15 
ref |NR_024806.1 
66 2716057 
ref |NR_024805.1 
08 2717581 
ref |NR_024804.1 


2717632 271910 


ref|NR_024803.1 
56 2720654 
ref |NR_024802.1 
05 2722110 
ref|NR_024801.1 
61 2723688 
ref |NR_024800.1 
39 2725214 
ref |NR_024798.1 
65 2726771 
ref|NR_024797.1 
22 2728328 
ref |NR_024796.1 


2728379 272981 


ref|NR_024795.1 
67 2731350 
ref|NR_024794.1 


2731401 273285 


NR_024793.1 
48 


Alkalibacterium psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 

iliac straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 
Zobellia russellii strain KMM 3677 16S ribosomal RNA, partial sequence 
Zobellia laminariae strain KMM 3676 16S ribosomal RNA, partial sequence 
Zobellia amurskyensis strain KMM 3526 16S ribosomal RNA, partial sequence 
Nocardia sienata strain IFM 10088 16S ribosomal RNA, partial sequence 
Hydrogenivirga caldilitoris strain IBSK3 16S ribosomal RNA, partial 

| icbenteeee holothuriorum strain KMM 3524 16S ribosomal RNA, partial 

t Stamaeadeameges silvatica strain TT 00-51 16S ribosomal RNA, partial 


9 
2693690 


Borrelia turcica strain IST7 16S ribosomal RNA, partial sequence 
Saccharibacter floricola strain S-877 16S ribosomal RNA, partial sequence 
Anoxybacillus voinovskiensis strain TH13 16S ribosomal RNA, partial 


1 
2698052 


Bacillus asahii strain MA001 16S ribosomal RNA, partial sequence 
Prevotella salivae strain EPSA11 16S ribosomal RNA, partial sequence 
Prevotella shahii strain EHS11 16S ribosomal RNA, partial sequence 2701149 
Oceanithermus desulfurans strain St55B 16S ribosomal RNA, partial sequence 
Lactobacillus kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
ieeiauensaceetns oxidotolerans strain T-2-2 16S ribosomal RNA, partial 
Coes thermophila strain EP1-55-1% 16S ribosomal RNA, partial 
eo krungthepensis strain AA08 16S ribosomal RNA, partial sequence 
Cellulophaga pacifica strain KMM 3664 16S ribosomal RNA, partial sequence 
Bacillus vietnamensis strain 15-1 16S ribosomal RNA, partial sequence 
Enhygromyxa salina strain SHK-1 16S ribosomal RNA, partial sequence 2713036 
Psychrobacter okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Colwellia piezophila strain Y223G 16S ribosomal RNA, partial sequence 
Herbaspirillum chlorophenolicum strain CPW301 16S ribosomal RNA, partial 
Nocardia yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 
Sulfurovum lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 
Alicyclobacillus pomorum strain 3A 16S ribosomal RNA, partial sequence 
Longispora albida strain K97-0003 16S ribosomal RNA, partial sequence 
Bacillus krulwichiae strain AM31D 16S ribosomal RNA, partial sequence 
Persephonella hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 
Alicyclobacillus sendaiensis strain NTAP-1 16S ribosomal RNA, partial 
6 


Plesiocystis pacifica strain SIR-1 16S ribosomal RNA, partial sequence 


Marinilactibacillus psychrotolerans strain M13-2 16S ribosomal RNA, partial 
8 


Shewanella sairae strain SM2-1 16S ribosomal RNA, partial sequence 2732909 


507942 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


507942 Bacteria_16S 


strain KMM 3299 1 
Proteobacteria; G 


507942 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


507942 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


507942 Bacteria_16S 


strain JCM 9920 1 
Actinobacteria; A 


507942 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


507942 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


507942 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


507942 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


507942 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


2428189 2428103 13 96 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2443280 2443194 13 96 gi 


gi 


ammaproteobacteria; Alteromonadales; S 
2511289 25112115 81 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
2772815 2772733 1 81 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 
2774350 2774268 1 


eq 
Ac 


’ 


81 gi 
ctinobacteridae; Actinomycetales; Stre 
2778972 2778878 5 96 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2851542 2851460 14 93 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


pt 


eq 
ac 


iL 
ia 


2853111 2853029 14 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2857790 2857708 14 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2870147 2870049 1 96 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 


na 


na 


ar 
ci 


219857439 
2427049 24283 
omonadacea 
219857424 
6S ribosomal RNA, partial sequence 2442080 24435 
hewanellac 
219857370 


25100 


es; Stre 


219857136 


uence 
tinomyce 


219857135 
6S ribosomal RNA, partial sequence 2773134 27746 


omycinea 


219857131 


uence 
illaceae 


219856890 


sequence 
Pseudo: 


’ 


219856889 


28518 
dales; X 


219856886 


28565 
dales; X 


219856878 


tial seq 
llaceae; 


mona 


ref|NR_025027.1| Oceanimonas baumannii 

44 Oceanimonas baumannii Bacteria; 

e; Oceanimonas. 

ref|NR_025012.1| Shewanella japonica 

41 Shewanella japonica Bacteria; 

eae; Shewanella. 

ref|NR_024958.1| Nocardiopsis trehalosi 

68 2511541 Nocardiopsis trehalosi 

ptosporangineae; Nocardiopsaceae; 

ref|NR_024764.1| Streptomyces 
2771601 2773083 Streptomyces 

tales; Streptomycineae; 

ref|NR_024763.1| Streptomyces peucetius 

19 Streptomyces peucetius Bacteria; 


e; Streptomyceta 
ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref|NR_024709.1 

2850317 285183 
dales; Pseud 


ceae; Streptomyces. 
Paenibacillus 
8 Paenibacillus 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref |NR_024697.1 
uence 286889 
Bacillus; Bacil 


Pseudomonas geniculata 
monas geniculata 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 

Bacillus 
6 2870426 Bacillus 
lus cereus group. 


507942 Bacteria_16S 
strain S-1 16S ri 
Proteobacteria; G 
507942 Bacteria_16S 


2893225 2893139 13 96 


bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


2923831 2923749 14 93 


gi| 219856861 
2892009 28935 
onaceae; V 


gi| 219856841 


ref|NR_024680.1 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


ibrio. 
ref|NR_024660.1 


Pseudoxanthomonas 


japonensis strain 
Bacteria; Proteob 


507942 Bacteria_16S 


strain IFO 15467 


Proteobacteria; G 


507942 Bacteria_16S 


thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 


507942 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 


caldus strain KU 


Proteobacteria; G 


507942 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


507942 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


507942 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


507942 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; G 


507942 Bacteria_16S 


strain LMG 8678 1 
Proteobacteria; G 


12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2931214 2931128 13 96 gi 


ne 
na 


ammaproteobacteria; Acidithiobacillale 
3049674 3049580 5 96 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; E 
3079692 3079622 14 82 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081268 3081198 14 82 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3182355 3182273 14 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3183907 3183825 14 93 gi 


Ss; 


re 


en 
el 


ce 
el 


an 


219846 


e 29226 
dales; X 


219856836 
16S ribosomal RNA, partial sequence 2930007 29314 


ammaproteobacteria; Oceanospirillales; Oceanobac 
2981252 29811701 81 gi| 219846936 
rain R10 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; Actino: 
; Streptomyces. 
2997995 2997909 13 96 gi| 219846925 


Acidith 


219846889 


30484 
mococcus 


219846869 


ce 30784 
lales; D 


219846868 


30800 
lales; D 


219846800 
3181138 31826 


thomonad 
799 


myce 


17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_026528.1 

2980041 298152 


tales; Strep 


xanthomonas japonensis 
Pseudoxanthomonas. 
Oceanobacter kriegii 

kriegii Bacteria; 


Streptomyces 
6 Streptomyces 
tomycineae; 


ref|NR_026517.1| Acidithiobacillus 

42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026481.1| Eremococcus coleocola 
54 3049838 Eremococcus coleocola 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref |NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; Desulfurella. 
ref|NR_026392.1| Xanthomonas sacchari 
37 Xanthomonas sacchari Bacteria; 
aceae; Xanthomonas. 

ref|NR_026391.1| Xanthomonas codiaei 
89 Xanthomonas codiaei Bacteria; 
aceae; Xanthomonas. 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 


507942 Bacteria_16S 
strain LMG 947 16 
Proteobacteria; G 
507942 Bacteria_16S 
strain LMG 673 16 
Proteobacteria; G 
507942 Bacteria_16S 


6S ribosomal RNA, partial sequence 3182688 31841 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
3185459 3185377 14 93 gi| 219846798 
S ribosomal RNA, partial sequence 3184240 31857 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
3187011 3186929 14 93 gi| 219846797 
S ribosomal RNA, partial sequence 3185792 31872 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
3188563 3188481 14 93 gi|219846796 


vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 


ref |NR_026390.1 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


acea 
ref 


e; Xanthomon 
NR_026389.1 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


aceae; Xanthomon 
ref|NR_026388.1 
3187344 318884 


as. 
Xanthomonas 
5 Xanthomonas 


vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 


507942 Bacteria_16S 3190115 3190033 14 


strain LMG 690 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


507942 Bacteria_16S 3191667 3191585 14 


strain LMG 733 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


507942 Bacteria_16S 3193219 3193137 14 


strain LMG 847 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


507942 Bacteria_16S 3194769 3194687 14 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 31950 


Proteobacteria; Gammaproteobacteria; 
507942 Bacteria_16S 


3196321 3196239 14 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


507942 Bacteria_16S 3227894 3227808 13 


93 


93 


93 


93 


93 


96 


CECT 4600 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


507942 Bacteria_16S 3229395 3229309 13 
strain NCTC 9810 
Firmicutes; Clostridia; 
507942 Bacteria_16S 
dassonvillei subsp. 

Nocardiopsis dassonvillei subsp. 
Actinomycetales; 


507942 Bacteria_16S 


Clostridiales; 
3261111 3261033 5 


3289861 3289779 14 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


507942 Bacteria_16S 3291386 3291304 14 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


507942 Bacteria_16S 3292938 3292856 14 


strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


507942 Bacteria_16S 3294490 3294408 14 


strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


507942 Bacteria_16S 3296040 3295958 14 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


albilineans Bacteria; 
Xanthomonas. 
507942 Bacteria_16S 


Proteobacteria; 


3391912 3391814 1 


strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; Fusobacteriaceae; Propionigenium. 


Fusobacteria; 
507942 Bacteria_16S 
frateurii strain 


3419070 3418984 13 


Gluconobacter. 


507942 Bacteria_16S 3486777 3486695 1 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
507942 Bacteria_16S 3530721 3530651 4 


homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 353100 
Clostridia; 


homopropionicum Bacteria; 
507942 Bacteria_16S 
strain Milford 74 


Firmicutes; 
3558550 3558464 13 


507942 Bacteria_16S 
strain ATCC 15338 


3560030 3559944 13 


507942 Bacteria_16S 3561545 3561459 13 


96 


16S ribosomal RNA, partial sequence 3228194 32296 


81 


albirubida strain DSM 40465 16S ribosomal RNA, 


gi| 219846795 |ref 


gi|219846794|ref 


gi| 219846793 |ref 


gi|219846792|ref 


Xanthomonadales; Xanthomonadaceae; 


gi| 219846791 |ref 


gi| 219846769 |ref 


NR_026387.1 


NR_026386.1 


NR_026385.1 


NR_026384.1 


NR_026383.1 


NR_026361.1 


Xanthomonas cucurbitae 


3188896 3190397 Xanthomonas cucurbitae Bacteria; 


Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


Xanthomonas hortorum 


3190448 3191949 Xanthomonas hortorum Bacteria; 


Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


Xanthomonas pisi 


3192000 3193501 Xanthomonas pisi Bacteria; 


Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


3195102 3196603 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Vibrio tapetis strain 


3226672 3228143 Vibrio tapetis Bacteria; 


gi| 219846768 |ref 


gi| 219846747 |ref 


00 Anaerococcus 
Clostridiales Family XI. Incertae Sedis; 


NR_026360.1 


NR_026339.1 


partial sequence 


Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Nocardiopsis 
3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; Nocardiopsaceae; 


93 


93 


93 


93 


93 


96 


96 


IFO 3264 16S ribosomal RNA, partial sequence 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; 


81 


73 


96 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibri 


96 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibri 


96 


strain 717 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibri 


507942 Bacteria_16S 3563065 3562979 13 96 gi| 219846534 |ref 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibri 


507942 Bacteria_16S 3564551 3564465 13 
80 16S ribosomal RNA, partial sequence 


96 


3563299 3564734 Vibrio nereis Bacteria; 


Nocardiopsis. 


gi| 219846728 |ref 


gi|219846727|ref 


gi| 219846726 |ref 


NR_026320.1 


NR_026319.1 


NR_026318.1 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
Xanthomonas. 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 


Xanthomonas fragariae 


3291719 3293220 Xanthomonas fragariae Bacteria; 


gi| 219846725 |ref 


NR_026317.1 


Xanthomonas. 


Xanthomonas axonopodis 


3293271 3294772 Xanthomonas axonopodis Bacteria; 


gi|219846724|ref 


gi| 219846651 |ref 


3294823 329632 
Xanthomonadales; 


NR_026316.1 
Xanth 


NR_026243.1 


Xanthomonas. 


Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


gi|219846632|ref|NR_026224.1| Gluconobacter 
3417892 3419367 Gluconobacter 
Rhodospirillales; Acetobacteraceae; 
gi| 219846585 |ref|NR_026177.1| Streptomyces 
3485550 3487066 Streptomyces 
Actinomycetales; Streptomycineae; 
gi|219846556|ref|NR_026148.1| Clostridium 
6 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
3557298 3558733 Vibrio tubiashii Bacteria; 
oO. 
gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
3558784 3560248 Vibrio proteolyticus Bacteria; 
oO. 
gi|219846535|ref|NR_026127.1| Vibrio orientalis 


3560299 3561764 Vibrio orientalis Bacteria; 


3561815 356324 


oO. 
NR_026126.1 


onales; Vibr 


gi| 219846533 |ref 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 


NR_026125.1 


Vibrio nereis strain 
Proteobacteria; 


507942 Bacteria_ 


strain ATCC 14048 
G 


Proteobacteria; 
507942 Bacteria_ 


strain NS 16S rib 
G 
507942 Bacteria_1 


Proteobacteria; 


strain ATCC 35912 
Bacteria; 


strain NCIB 8621, 
Bacteria; 


strain DSM 3503 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

507942 Bacteria_16S 3588765 3588695 14 82 gi| 219846517 |ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

507942 Bacteria_16S 3591852 3591766 13 96 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

507942 Bacteria_16S 3660198 3660112 13 96 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
507942 Bacteria_16S 3693629 3693543 13 96 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 
507942 Bacteria_16S 3750082 3749996 13 96 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
strain A089 16S ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

507942 Bacteria_16S 4003263 4003177 13 96 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

507942 Bacteria_16S 4030525 4030439 13 96 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

507942 Bacteria_16S 4047230 4047144 13 96 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

507942 Bacteria_16S 4104455 4104369 13 96 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

507942 Bacteria_16S 4148924 4148854 4 73 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

507942 Bacteria_16S 4179599 4179513 13 96 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

507942 Bacteria_16S 4187218 4187132 13 96 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

507942 Bacteria_16S 11561 11500 13 73 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

507942 Bacteria_16S 26955 26894 13 73 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 48052 47967 14 96 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

507942 Bacteria_16S 133198 133129 5 73 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

507942 Bacteria_16S 180293 180200 6 96 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

507942 Bacteria_16S 191088 190995 6 96 gi|265678936|ref|NR_029244.1| Methylomicrobium album 


strain BG8 16S ri 


Proteob 
507942 Bacteria_1 


Proteob 
Acetobacter subge 
507942 Bacteria_1 
6S ribosomal RNA, partial sequence 3573863 35753 


bosomal RNA, partial sequence 


38 Gluconobacter 


16S 3566031 3565945 13 96 gi|219846532|ref|NR_026124.1| Vibrio natriegens 

16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
16S 3567537 3567451 13 96 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
osomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

6S 3569042 3568956 13 96 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

6S 3570495 3570409 13 96 gi|219846529|ref|NR_026121.1| Acetobacter aceti 

DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
n. Acetobacter. 

6S 3575041 3574955 13 96 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 


oxydans Bacteria; 


189853 191306 Methylomicrobium album Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 


507942 Bacteria_16S 
whittenburyi stra 


194108 194015 6 


96 
in 1521 of Whittenbury 16S ribosomal RNA, partia 


gi 


265678934 


ref 


1 sequence 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; 


507942 Bacteria_16S 
strain A30 16S ri 
G 


Proteobacteria; 


chartatabidum Bac 


507942 Bacteria_16S 
strain 22 16S rib 
Clost 
507942 Bacteria_16S 
beijerinckii stra 
beijerinckii Bact 
507942 Bacteria_16S 


Firmicutes; 


strain IP 2227 16 
Firmicutes; 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


delbrueckii subsp 


Lactobacillus. 


507942 Bacteria_16S 


strain A288 16S r 


Actinomadura. 


507942 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


507942 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


507942 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


507942 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


507942 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


507942 Bacteria_16S 


strain CK55 16S r 


Firmicutes; Clost 


507942 Bacteria_16S 


azorensis strain 


Bacteria; Firmicu 


507942 Bacteria_16S 


strain AC 615 16S 


507942 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


507942 Bacteria_16S 


strain B1333 16S 


Firmicutes; Lacto 


507942 Bacteria_16S 


strain OK-1 16S r 


Proteobacteria; G 


Clost 
507942 Bacteria_16S 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
507942 Bacteria_16S 


Methylobacter. 
197129 197036 6 


198590 198529 13 
teria; Firmicutes; 
201797 201712 14 
ridia; Clostridiales; 
211114 211053 13 
eria; Firmicutes; 
212670 212609 13 


ridia; Clostridiales; 
268891 268814 6 


380973 380888 14 


96 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
507942 Bacteria_16S 
chartatabidum str 


73 
ain 163 16S ribosomal RNA, partial seq 
Clostridia; 
96 
osomal RNA, partial sequence 


81 


96 


indicus strain NCC725 16S ribosomal 


gi 


195893 19735 


gi 


Clostri 


gi 


200572 20203 
Clostridiales Fa 
73 
in McCoyA 67 16S ribosomal RNA, partia 
Clostridia; 

73 
S ribosomal RNA, partial sequence 


gi 


Clostrid 


gi 


gi 


gi 


211461 21296 
Clostridiaceae; 


265678932 


ethylococc 
265678931 
uence 

diales; Cl 
265678929 


mily XI. I 
265678922 
1 sequence 
iales; Clo 
265678921 


Clostridiu 
265678881 
rtial sequ 
nobacterid 


265678801 
RNA, parti 


NR_029242.1 


Methylobacter 
192873 194334 
Methylococcales; 


ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 
ref |NR_029239.1| Clostridium 

197405 198934 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_029237.1| Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


ncertae Sedis; Helcococcus. 
ref |NR_029230.1| Clostridium 

209908 211410 Clostridium 
stridiaceae; Clostridium. 
ref|NR_029229.1| Clostridium baratii 
8 Clostridium baratii Bacteria; 
m. 
ref|NR_029187.1| Actinomadura cremea 
ence 267723 269132 Actinomadura 
ae; Actinomycetales; 
ref|NR_029106.1| Lactobacillus 
al sequence 379741 381255 


Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 

405536 405459 6 81 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
ibosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 

414976 414891 14 96 gi| 265678778 |ref|NR_029083.1| Lactobacillus 

Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

441187 441114 1 73 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 

ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

483916 483823 6 96 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
train sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

543618 543557 13 73 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
osomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacterales; Deferribacteraceae; Deferribacter. 

651486 651401 14 96 gi| 265678617 |ref|NR_028922.1| Aerococcus 
ain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
teria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

652879 652818 13 73 gi| 265678615 |ref|NR_028920.1| Clostridium uliginosum 
ibosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

654346 654269 6 81 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
tes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

839126 839049 6 81 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 

ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 

875390 875313 6 81 gi|265678462|ref|NR_028765.1| Streptosporangium 
CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Streptosporangium. 

996946 996861 14 96 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
bacillales; Carnobacteriaceae; Granulicatella. 

1010554 1010469 14 96 gi|265678371|ref|NR_028673.1| Shewanella algae 
ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1066927 1066842 14 96 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 


507942 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


1090878 1090801 6 


81 


6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chro 
507942 Bacteria_16S 


gi 


matiaceae; 


265678316 


52 Rheinheimera 
Rheinheimera. 
ref|NR_028618.1 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


eae; Nonomuraea. 


pacifica Bacteria; 


Nonomuraea 


1089685 1091137 Nonomuraea 


Streptosporangineae; 


507942 Bacteria_16S 
in IFO 16266 16S ribosomal RNA, partia 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


507942 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


507942 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


507942 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


507942 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


507942 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


507942 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


507942 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


507942 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


507942 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain JCM3369 16 
Actinobacteria; A 
Actinomadura. 


507942 Bacteria_16S 


strain JCM3146 16 
Actinobacteria; A 
Actinoallomurus. 


507942 Bacteria_16S 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


507942 Bacteria_16S 


strain JCM 3325 1 
Actinobacteria; A 
Actinomadura. 


507942 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


507942 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


507942 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


507942 Bacteria_16S 


strain DSM 44494 
Actinobacteria; A 


507942 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


507942 Bacteria_16S 


1099846 1099769 6 81 gi 
eria; Actinobacteria; Actinobacteridae 
eae; Acrocarpospora. 

1107417 1107340 6 81 gi 
16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


1175622 1175537 14 

osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1266098 1266025 1 73 gi 


96 gi 


Clostridium. 
96 gi 


ridiales; Clostridiaceae; 
1343500 1343415 14 


ammaproteobacteria; Alteromonadales; F 
1357190 1357129 13 73 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1378371 1378286 14 96 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 
1418842 1418757 14 96 gi 
ridia; Clostridiales; 
1443547 1443486 13 73 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pasteure 
1526509 1526424 14 96 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Lactobacillaceae 
1528020 1527943 6 81 gi 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
1529532 1529455 6 81 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


Stre 


1531044 1530967 6 81 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 
1535568 1535491 6 


81 gi 


ctinobacteridae; Actinomycetales; Stre 
1614479 1614394 14 96 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
1660105 1660020 14 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1707443 1707382 13 73 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1709002 1708917 14 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1740954 1740877 6 81 gi 


ctinobacteridae; Actinomycetales; Stre 
1838187 1838102 14 96 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1853387 1853310 6 81 gi 


265678310 
1 sequence 
Actinomy 


v 


265678304 
11062 
ales; Stre 


228718578 


1174405 11758 


a. 
219846539 


228721107 


somal RNA, partial sequence 1342254 1343799 Ferri 


errimonada 
228720131 
quence 

ostridiale 
228717562 
ce 13771 
nadales; 


224581446 


16S ribosomal RNA, partial sequence 1417633 14190 
Clostridiales Fa 


mily XI. I 
224581426 

14423 
llales; Pa 
219857499 

15252 
; Lactobac 
219857435 


1526835 15282 


ptosporang 


219857434 


1528339 15297 


ptosporang 


219857433 
sequence 


Actinomyce 


219857414 


6S ribosomal RNA, partial sequence 1534373 15358 


ptosporang 
219878467 
16132 
idiales Fa 
219878435 


1658880 16603 


onaceae; G 
219878403 


1706248 17077 


Clostridiu 
219878402 


1707781 17092 


matiaceae; 
219878380 


16S ribosomal RNA, partial sequence 1739732 17412 


ptosporang 
219878310 
sequence 
tobacillac 
219878299 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


Thermobifida. 


Alter 


NR_028612.1 
1098650 110009 
cetales; Strepto 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae 


, 


ref|NR_027574.1 


ref|NR_026131.1 


ref 
mona 


NR_027602.1 
s balearica 
ceae; Ferrimonas 
ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027564.1 
67 1378635 Teredi 
omonadales g 
ref |NR_027228.1 
ncertae Sedis; H 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref |NR_025023.1 
88 Actinomadura 
ineae; Thermomon 


ref |NR_025022.1 


ineae; Thermomon 
ref|NR_025021.1 
1529847 153130 


tales; Streptosp 


ref|NR_025002.1 
13 Actinomadura 
ineae; Thermomon 
ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025574.1 


ntia. 
NR_025542.1 


rimo 
ref 


m. 
ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025449.1 
1836949 183846 
eae; Lactobacill 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


Ferrimonas balearica 
DSM 9799 Bacteria; 
Clostridium 
9 Clostridium 
e; Clostridium. 
Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 
Lactobacillus jensenii 
acillus jensenii 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


orangineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Lactobacillus 

1 Lactobacillus 

us. 


ref|NR_025438.1 
1852181 185367 
Stre 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


507942 Bacteria_16S 


strain T9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


507942 Bacteria_16S 


strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 
507942 Bacteria_16S 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


507942 Bacteria_16S 


strain KS9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 


strain A45 16S ribosomal RNA, partial sequence 


Proteobacteria; 
507942 Bacteria_16S 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 


strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
507942 Bacteria_16S 


marinus strain srl2 16S ribosomal RNA, partial sequence 
Synergistetes; 


Bacteria; 
507942 Bacteria_16S 
strain MH5408 16S 


2086726 2086641 14 


2157872 2157795 6 


2189773 2189688 14 


2253439 2253362 6 


2284217 2284124 6 


2309781 2309704 6 


2311287 2311210 6 


2352011 2351918 6 


Synergistia; 
2371838 2371765 1 


ribosomal RNA, partial sequence 


Synergistales; 


96 gi 


20 


81 gi 


96 gi 


81 gi 


22 


Gammaproteobacteria; Methylococcales; Met 


219878132 
85504 20870 


219857630 


Streptosporangineae; 


219857606 


219857564 
52243 22536 


Streptosporangineae; 


Alcanivoracaceae; 


ref|NR_025271.1 


ref |NR_025219.1 


ref|NR_025195.1 
Shewanella. 
ref|NR_025152.1 
96 Nocardiopsis 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
Nocardiopsaceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 
Shewanellaceae; 


Nocardiopsis composta 


composta Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Methylobacter marinus 
marinus Bacteria; 


96 gi|219857544|ref|NR_025132.1 

2282981 2284479 Methylobacter 
hylococcaceae; Methylobacter. 

81 gi|219857523|ref|NR_025111.1 


81 gi 


23 


96 gi 


73 gi 


23 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


507942 Bacteria_16S 


salina strain YIM90002 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 
507942 Bacteria_16S 


psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; 


Methylobacter. 
507942 Bacteria_16S 
paradoxus strain 
Bacteria; 
507942 Bacteria_16S 
strain CCUG 30811 
Bacteria; 
507942 Bacteria_16S 


putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 
Clostridiales; 


putrefaciens Bacteria; 
507942 Bacteria_16S 


nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
507942 Bacteria_16S 
strain DSM 12769 
Proteobacteria; 
507942 Bacteria_16S 
strain DSM 12272 
Firmicutes; 
507942 Bacteria_16S 
lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 
507942 Bacteria_16S 


Clostridia; 


Bacteria; 


2409811 2409734 6 


2440231 2440138 6 
Proteobacteria; 


2441782 2441701 14 


2446358 2446273 14 


2464430 2464369 13 


Firmicutes; 


2470645 2470552 6 


2506708 2506615 6 


2530940 2530879 13 


Clostridiales; 
2625483 2625398 14 


2705359 2705274 14 


Clostridia; 


81 gi 


96 


gi 


92 gi 


ARh1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


96 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


73 gi 


96 gi 


96 gi 


16S ribosomal RNA, partial sequence 2505486 25069 
Gammaproteobacteria; Chromatiales; Ectothiorhodos 


73 gi 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


96 gi 


strain RP5557 16S ribosomal RNA, partial 
Proteobacteria; 


kitasatonis strain JCM 1039 16S ribosomal RNA, partial 


kitasatonis Bacteria; 
507942 Bacteria_16S 
strain SM2-1 16S 
Proteobacteria; 
507942 Bacteria_16S 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


schlegeliana Bacteria; 
507942 Bacteria_16S 


Firmicutes; 


2734109 2734024 14 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


2735599 2735514 14 


Proteobacteria; 
2737089 2737004 14 


Lactobacillales; 


Gammaproteobacteria; X 

96 gi|219857185 
sequence 

Lactobacillace 

96 gi|219857165 

2732909 27343 

Shewanellac 

96 gi| 219857164 


96 gi 


complete sequence 
Gammaproteobacteria; Meth 


Streptosporangineae; 


219857522 
10109 23115 


Streptosporangineae; 


219857493 
23507 


Synergistaceae; 


219857479 
70638 23720 


219857454 
24085 


219857428 


219857426 
24405 
Ecto 
219857422 
24451 


219857407 


Clo 
219857403 
24694 
Ecto 
219857373 


219857357 


Clostridiu 


219857248 
sequenc 


Alter 
219857163 


Alteromonadaceae; 


ref|NR_025110.1 
29 Actinomadura 


ref |NR_025081.1 


ref|NR_025067.1 


ref |NR_025042.1 


ref|NR_025016.1 
2438995 244052 
ylococcales; Met 


ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_025010.1 
48 2446624 Alishe 


ref|NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref|NR_024961.1 


piraceae; Alkali 
ref|NR_024945.1 


m. 
ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref|NR_024813.1 

2704122 270562 
ae; Lactobacillu 
ref |NR_024793.1 


eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; Shew 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 


marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Actinomadura mexicana 


mexicana Bacteria; 
Thermomonosporaceae; 


Dethiosulfovibrio 


96 2352265 Dethiosulfovibrio marinus 
Dethiosulfovibrio. 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Streptomonospora 


77 2410105 Streptomonospora salina 
Streptosporangineae; 


Nocardiopsaceae; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Clostridium 

2 Clostridium 

stridium. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Lactobacillus 

7 Lactobacillus 

Ss. 

Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
anellaceae; 
Shewanella 


Shewanella. 


ref|NR_024791.1 
2735889 273732 
Sh 


8 Shewanella 
ewanellaceae; 


507942 Bacteria_ 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 
507942 Bacteria_16S 


sphaerica strain 


sphaerica Bacteri 
Streptosporangiac 
507942 Bacteria_16S 


strain JCM 9373 1 


Planomonospora. 


507942 Bacteria_16S 
haemolyticum stra 
haemolyticum Bact 
507942 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


507942 Bacteria_16S 


strain JCM 3166 1 


Planobispora. 


507942 Bacteria_16S 


parontospora subs 


Planomonospora parontospora subsp. 


Actinomycetales; 


507942 Bacteria_16S 


nitritogenes stra 
nitritogenes Bact 


507942 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; Clost 


507942 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


507942 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


507942 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


507942 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


507942 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


507942 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


strain GraMall 16 
Proteobacteria; D 


strain 4-87 16S r 
Proteobacteria; G 


507942 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


507942 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


strain DSM 43678 


strain DSM 43311 


Microtetraspora. 


eria; 
507942 Bacteria_16S 


bosomal RNA, partial sequence 
ridia; 
507942 Bacteria_16S 


16S 2751704 2751627 6 81 gi 
in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
eae; Microtetraspora. 
2753200 2753123 6 81 gi 
JCM 9374 16S ribosomal RNA, partial se 


2 


, 


2 


eae; Planomonospora. 


2754696 2754619 6 


81 gi|2 


Stre 


2793852 2793791 13 73 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2819534 2819457 6 81 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 

2821027 2820950 6 


2 


i 
2 
1 
e; 
81 gi 


Stre 


2822521 2822444 6 81 gi 


p- antibiotica strain JCM 3094 16S ribos 
Streptosporangineae; Streptosporangiac 
2887136 2887075 13 73 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 


2888661 2888600 13 73 gi 


s 
ia 


ridia; Clostridiales; Eubacteriaceae; 


2890185 2890124 13 73 gi 


Eu 


ridia; Clostridiales; Eubacteriaceae; Eu 
3010169 3010084 14 96 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3028256 3028171 14 96 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3029786 3029725 13 73 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3035890 3035829 13 73 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3037413 3037352 13 73 gi 
in DSM 1292 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostrid 
3052655 3052574 3 82 gi 
S ribosomal RNA, 


ue 
ba 


ia 
tr 


eq 
id 


cl 


s 
ia 


, 
3073693 3073608 14 96 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3243105 3243044 13 73 gi 


gi 
B 


qu 


, 


3249174 3249113 13 73 gi 
Clostridiales; 
3250572 3250495 6 


Clostridiaceae; Cl 


81 gi 


Stre 
gi 


pt 


3252072 3251995 6 81 


Strept 


507942 Bacteria_1 


quence 


qu 
a; Actinobacteria; Actinobacteridae; Act 


6S ribosomal RNA, partial sequence 2753496 27 


Actinobacteria; Actinobacteridae; Actinomycetales; pt 


s 
ales; 
19856911 
sequence 

Actinomycet 


219856910 
6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; pt 
219856909 
omal RNA, 
antibiotica Bacteria; Actinobacteria; 
Plano: 
219856865 


ea 


219846904 


219846899 
3034695 30361 


219846898 


219846887 
complete sequence 3051418 30529 
eltaproteobacteria; Desulfuromonadales 
507942 Bacteria_16S 219846873 


3072467 30738 


219846759 


219846755 
3247999 32493 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
507942 Bacteria_16S 


osporang 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 


Actinobacteria; Actinobacteridae; Actinomycetales; osporang 


19857152 
Actin 
19857151 
ence 
inomy: 


19857150 


ospor 


19857121 
equence 


e; 


equence 
les; 


nce 


idiales; 


uence 


iales; C 


ostridiu 


equence 


les; Clo 


Pelobact 


alneatri 


ence 
Desulfov 


ostridiu 


6S 3253570 3253493 6 81 


gi 


219846752 


omy 


cet 


549 
ang 


Clo 


osporang 


Eub 
219856864 
6S ribosomal RNA, partial sequence 2887459 28889 
bacteriu 
219856863 
6S ribosomal RNA, partial sequence 2888980 28904 
bacteriu 
219846917 


cillacea 
219846905 
1 sequen 


ref|NR_024780.1 
2750506 275194 
cetales; Strepto 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


v 


Planomonospora 
5 Planomonospora 
rangineae; 


ref|NR_024778.1| Planomonospora alba 
39 Planomonospora alba Bacteria; 
ineae; Streptosporangiaceae; 


ref |NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref |NR_024732.1 
2818334 281977 
ales; Strept 


Clostridium 
8 Clostridium 
stridium. 
Planomonospora 
7 Planomonospora 
osporangineae; 


ref|NR_024731.1 
70 Planobispora 
ineae; Streptos 


Planobispora rosea 
rosea Bacteria; 
porangiaceae; 


ref 
pa 


NR_024730.1| Planomonospora 
rtial sequence 2821321 2822766 
Actinobacteridae; 
monospora. 
ref|NR_024684.1 
2885932 288740 
acteriaceae; Eubacterium. 
ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 
m. 
ref|NR_024682.1| Eubacterium budayi 
51 Eubacterium budayi Bacteria; 
m. 
ref|NR_026509.1 
3008942 301036 
e; Lactobacillu 
ref |NR_026497.1 
ce 3027026 302853 


Peptococcaceae; 


Eubacterium 
8 Eubacterium 


Lactobacillus 
2 Lactobacillus 


n 


Desulfonispora 

2 Desulfonispora 

Desulfonispora. 

NR_026496.1| Anaerobacter 

3028583 3030038 Anaerobacter 

ridiaceae; Anaerobacter. 

NR_026491.1| Clostridium disporicum 

66 Clostridium disporicum Bacteria; 

m. 

ref |NR_026490.1 
3036217 303768 

stridiaceae; Clostridium. 

ref|NR_026479.1| Malonomonas rubra 

42 Malonomonas rubra Bacteria; 

eraceae; Malonomonas. 

ref|NR_026465.1| Balneatrix alpica 

61 Balneatrix alpica Bacteria; 


Clostridium 
6 Clostridium 


ey 

ref|NR_026351.1| Desulfovibrio 
3241884 3243393 Desulfovibrio 

ibrionales; Desulfovibrionaceae; 

ref|NR_026347.1| Clostridium isatidis 

30 Clostridium isatidis Bacteria; 

m. 

ref|NR_026346.1| Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_026345.1| Microtetraspora glauca 
28 Microtetraspora glauca Bacteria; 
ineae; Streptosporangiaceae; 


ref 


NR_026344.1| Actinomadura kijaniata 


strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


507942 Bacteria_16S 3255067 3254990 6 81 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

507942 Bacteria_16S 3267147 3267062 14 96 gi| 219846743 |ref|NR_026335.1| Legionella drancourtii 
strain LLAP12 16S ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

507942 Bacteria_16S 3286867 3286794 1 73 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 3353802 3353717 14 96 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

507942 Bacteria_16S 3369196 3369119 6 81 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

507942 Bacteria_16S 3370694 3370617 6 81 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

507942 Bacteria_16S 3372191 3372114 6 81 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 

507942 Bacteria_16S 3429507 3429422 14 96 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

507942 Bacteria_16S 3501853 3501792 13 73 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 3529217 3529156 13 73 gi| 219846557 |ref|NR_026149.1] Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 3532244 3532183 13 73 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

507942 Bacteria_16S 3533690 3533629 13 73 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 


strain DSM 286 16 
Firmicutes; Clost 


507942 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


507942 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


507942 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


strain VKM-14L 16 
Proteobacteria; G 


507942 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


507942 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


strain Pasteur II 


m. 
507942 Bacteria_16S 


eria; 
507942 Bacteria_16S 


S ribosomal RNA, partial sequence 


al 
ob 


s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 


3650978 3650893 14 96 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3652519 3652434 14 96 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3658640 3658555 14 96 gi 
in ACAM 456 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacte 
3711635 3711574 13 73 gi 
I 16S ribosomal RNA, partial sequence 


gi 


et 


et. 


s 
ri: 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 3720605 3720544 13 73 gi| 219846422 |ref|NR_026013.1 
strain 2585 16S ribosomal RNA, complete sequence 3719395 37209 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 3725204 3725127 6 81 gi|219846418|ref|NR_026009.1 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 372545 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Thermomonosporaceae; Actinomadura. 

507942 Bacteria_16S 3728117 3728040 6 81 gi|219846416|ref|NR_026007.1 


3532506 35339 


ridia; Clostridiales; Clostridiaceae; Sarcina. 

3593376 3593315 13 73 gi|219846513|ref|NR_026105.1 
6S ribosomal RNA, partial sequence 3592199 35936 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3610223 3610127 3 96 gi| 219846499 |ref|NR_026091.1 
16S ribosomal RNA, partial sequence 3608971 36104 
lales; Planococcaceae; Planococcus. 

3634182 3634097 14 96 gi| 219846483 |ref|NR_026075.1 


acteria; 


219846471 
3649747 36512 
hylococe 
219846470 
3651286 36527 
hylococe 
219846466 


equence 
a; 


sequenc 


Alter 
219846429 
37104 


e 3633011 36344 
Aeromonadales; 


7 


ref |NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026058.1 

3657404 365891 
omonadales; Shew 
ref |NR_026020.1 
25 3711931 Clostr 


Streptosporangineae; Thermomonosporaceae; 


66 Sarcina ventriculi Bacteria; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


gracile Bacteria; 
ldum. 


tepidum Bacteria; 
ldum. 

Shewanella 
0 Shewanella 
anellaceae; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura macra 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 


Clostridium puniceum 
66 Clostridium puniceum Bacteria; 


Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


Methylocaldum gracile 


Methylocaldum tepidum 


Shewanella. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 
01 Clostridium chauvoei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
507942 Bacteria_16S 
luteofluorescens 
luteofluorescens 
Thermomonosporaceae; 
507942 Bacteria_16S 
libanotica strain 


Thermomonosporaceae; 
507942 Bacteria_16S 
strain IFO 14679 


Actinomadura. 
507942 Bacteria_16S 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
507942 Bacteria_16S 
strain IFO 14097 


3729572 3729495 6 


Actinomadura. 
3731029 3730952 6 


IFO 14095 16S ribosomal RNA, 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 


Actinocorallia. 
3732485 3732408 6 


3733947 3733870 6 


Actinomadura. 
3736871 3736794 6 


81 


strain 04745 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


81 


81 


16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 


81 


81 


16S ribosomal RNA, partial sequence 3735706 37371 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 
strain IFO 14525 


3738332 3738255 6 


81 


16S ribosomal RNA, partial sequence 3737165 37385 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 
strain IFO 14345 


3739797 3739720 6 


81 


16S ribosomal RNA, partial sequence 3738628 37400 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 
niveoalba strain 


Microtetraspora. 
507942 Bacteria_16S 
strain T/457 16S 


3741261 3741184 6 


3742724 3742647 6 


81 


Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


81 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 
507942 Bacteria_16S 
strain IFO 14094 


3744188 3744111 6 


81 


16S ribosomal RNA, partial sequence 3743020 37444 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 
strain 104 


3745654 3745577 6 


16S ribosomal RNA, partial sequence 


81 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 
strain IFO 13155 


3747112 3747035 6 


16S ribosomal RNA, partial sequence 3745947 37473 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 
strain IFO 14745 


3748575 3748498 6 


16S ribosomal RNA, partial sequence 3747408 37488 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 
strain IFO 15474 


3901992 3901915 6 


16S ribosomal RNA, partial sequence 3900794 39022 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 
507942 Bacteria_16S 


adiacens strain GIFU 12706 16S ribosomal RNA, 
Firmicutes; 


adiacens Bacteria; 
507942 Bacteria_16S 
strain DSS12 16S 
Proteobacteria; 

507942 Bacteria_16S 
strain SW-154 16S 
Proteobacteria; 
507942 Bacteria_16S 
strain SW-120 16S 
Proteobacteria; 
507942 Bacteria_16S 


3932615 3932530 14 


3951523 3951438 14 


4018305 4018220 14 


4028974 4028889 14 


4119622 4119549 1 


Lactobacillales; 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellac 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Kangiella. 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellac 


81 gi| 219846403 

Streptosporang 

81 gi| 219846402 

Streptosporang 

81 gi|219846294 

Streptosporang 

96 gi|219846272 
complete sequence 

Carnobacteriaceae 

96 gi| 219846258 

3950287 39517 

96 gi|219846211 

4017086 40185 

96 gi| 219846204 

4027757 40292 

73 gi| 219846138 

4118405 41199 


strain YJS 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


507942 Bacteria_16S 


velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 


velocicrescens Bacteria; Tenericutes; Mollicutes; 


507942 Bacteria_16S 


Entomoplasmatales; 
4136402 4136329 1 


4137968 4137895 1 


Entomoplasmataceae; 


73 


73 


strain Tab-4c 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


partial 


Entomoplasmatal 


Streptosporangineae; Thermomonosporaceae; 


219846415 
sequence 


gi 


219846414 
sequence 


gi 
219846413 


gi 


gi| 219846412 


gi|219846410 


Streptosporang 
gi|219846409 


Streptosporangineae; 


gi| 219846408 
Streptosporang 

gi| 219846407 
37400 
Stre 


gi|219846406 
3741557 37429 
Streptosporang 
gi|219846405 
Streptosporang 
gi|219846404 
3744485 37458 


M 


gi| 219846123 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_026006.1 
3728410 372981 
str 


ref|NR_026005.1 
3729869 373127 
Streptosp 


ref|NR_026004.1 


Thermomon 


ref|NR_026003.1 

3732782 373419 
Strepto 
ref|NR_026001.1 


ineae; Streptosp 
ref|NR_026000.1 


Streptosp 
ref|NR_025999.1 
ineae; Streptosp 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref|NR_025997.1 


ineae; Streptosp 


ref|NR_025996.1 
ineae; Streptosp 
ref|NR_025995.1 


Streptosp 
ref|NR_025994.1 
ineae; Streptosp 
ref |NR_025993.1 


ineae; Streptosp 
ref |NR_025884.1 
68 Herbidospora 
ineae; Streptosp 


ref |NR_025862.1 

3931373 393277 
; Granulicatell 
ref |NR_025848.1 


o 


Shewanella. 
NR_025801.1 


eae; 
ref 


ref |NR_025794.1 


Shewanella. 
NR_025728.1 


eae; 
ref 


esoplasma. 

ref |NR_025713.1 
135174 413668 
Spiroplasmat 


rs 


es; 


gi|219846122 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


31 Actinomadura coerulea Bacteria; 
Streptosporangineae; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 
Streptosporangineae; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Granulicatella 
8 Granulicatella 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 


ref |NR_025712.1 


Spiroplasma turonicum 


4136739 4138254 Spiroplasma turonicum Bacteria; 


507942 Bacteria_ 
strain TN-1 16S 


Tenericutes; Mollicutes; 


507942 Bacteria_ 


lampyridicola strain PUP 
lampyridicola Bacteria; 


507942 Bacteria_ 


strain TABS-2 16S 
Tenericutes; Mollicutes; 


507942 Bacteria_ 


16S 4144230 41441571 
ribosomal RNA, 


16S 4147362 4147289 1 


16S 4150482 4150409 1 


16S 4152048 4151975 1 


73 


partial sequence 
Entomoplasmatales; 


73 


73 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


73 


strain 23-6 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 
507942 Bacteria_16S 
strain CUAS-1 16S 
Tenericutes; Mollicutes; 
507942 Bacteria_16S 
strain EC-1 16S r 
Tenericutes; Mollicutes; 
507942 Bacteria_16S 
nitritigenes stra 
nitritigenes Bact 
Thermomonosporaceae; 
507942 Bacteria_16S 
strain M069 16S r 


elongatus strain 
Bacteria; 


Mycobacteriaceae; 


507942 Bacteria_1 
vanbaalenii strai 
vanbaalenii Bacte 


Mycobacteriaceae; 


507942 Bacteria_16S 


collagenovorans s 


collagenovorans Bacteria; 
507942 Bacteria_16S 
argentinense stra 
argentinense Bacteria; 
507942 Bacteria_16S 

strain 2502 16S r 


aichiense strain 


Bacteria; Actinob 


Mycobacterium. 


507942 Bacteria_16S 


strain 47001 16S 


strain 358 16S ri 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


507942 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; 


507942 Bacteria_16S 


strain MCRL 0044 


Proteob 
507942 Bacteria_1 
conspicuum strain 
conspicuum Bacter 


Clostridia; 


4153476 4153403 1 


4156607 4156534 1 


4219000 4218923 6 


Actinomadura. 


46515 46435 3 


6S 99570 99474 3 


6S 108688 108608 3 


Mycobacterium. 
6S 116435 116355 3 


Mycobacterium. 
188001 187941 14 


Firmicutes; 
208008 207948 14 


Firmicutes; 


226348 226268 3 


227855 227775 3 


229361 229281 3 


230869 230789 3 


243346 243266 3 


Mycobacterium. 
258466 258370 3 
6S ribosomal RNA, 


265894 265814 3 


297825 297745 3 


Entomoplasmatales; 


Clostridia; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
507942 Bacteria_16S 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 
507942 Bacteria_16S 
bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
507942 Bacteria_16S 
ain 73 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermoanaerobacterales; 


73 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


73 


ibosomal RNA, partial sequence 
Entomoplasmatales; 


81 


-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


gi|219846118|ref|NR_025708.1| Spiroplasma litorale 

4143001 4144516 Spiroplasma litorale Bacteria; 
Spiroplasmataceae; Spiroplasma. 

gi|219846116|ref|NR_025706.1| Spiroplasma 

4146134 4147648 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

4149264 4150768 Spiroplasma helicoides Bacteria; 
Spiroplasmataceae; Spiroplasma. 

gi|219846113|ref|NR_025703.1| Spiroplasma floricola 

4150819 4152196 Spiroplasma floricola Bacteria; 
Spiroplasmataceae; Spiroplasma. 

gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 

4152247 4153762 Spiroplasma diminutum Bacteria; 
Spiroplasmataceae; Spiroplasma. 

gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 

4155378 4156893 Spiroplasma corruscae Bacteria; 
Spiroplasmataceae; Spiroplasma. 

gi|219846062|ref|NR_025652.1| Actinomadura 

4217823 4219291 Actinomadura 


81 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
507942 Bacteria_1 


96 


81 


81 


73 


Clostridia; 


73 


81 


81 


81 


es; 
81 


81 


complete sequence 


96 


81 


81 


strain F 628 16S ribosomal RNA, partial sequence 


312982 312886 3 


96 


saccharolyticus Bacteria; Firmicutes; Bacillales; 


507942 Bacteria_16S 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 


332908 332812 3 


96 


in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae 


gi 
45 


gi 


FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


gi 


3895/92 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


gi 


n PYR-1 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


train SG 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


in ATCC 27322 16S ribosomal RNA, partial sequenc 
Clostridiales; 


gi 


225125 22658 


gi 


49005 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


228138 22959 
Corynebacterin 


gi 


229646 23110 


gi 


gi 


complete sequence 257219 25873 
Thermoanaerobacte 


gi 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
507942 Bacteria_16S 


gi 


296587 29794 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
507942 Bacteria_16S 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 

Staphylococcus. 


gi 


gi 


265679033 
374 46777 


265678997 
98328 


265678990 


265678985 

Actinomyc 
265678938 
265678924 
Clo 


265678912 


265678911 
22663 
Cory 
265678910 
265678909 


265678900 


265678890 


265678883 


265678862 


265678852 


; Actinomycetales; 


Actinomycetales; 


ref 


eae; 
ref 
2 22 


ref 


eae; 
ref 
3 My 
eae; 
ref 

24 


ref 
1 Mo 


ref 


eae; 
ref 
9 My 
eae; 
ref 

31 


265678839 


ref 


1 Mycobacterium 


nebacterineae; 


5 Mycobacterium 


raceae; 


NR_029220.1 


Mycobacteri 
NR_029219.1 
8087 Mycoba 


NR_029218.1 


Mycobacteri 
NR_029217.1 
cobacterium 

Mycobacteri 
NR_029208.1 
2123 243639 
Coryne 


NR_029198.1 
orella 
Moorella 
NR_029189.1 


Pseudonocar 
NR_029168.1 
cobacterium 
Mycobacteri 
NR_029158.1 
1738 313264 


Streptosporangineae; 


ref |NR_029341.1| Mycobacterium goodii 
Mycobacterium goodii Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_029305.1] Desulfobulbus 
99781 Desulfobulbus elongatus 
Desulfobulbaceae; Desulfobulbus. 
ref|NR_029298.1| Mycobacterium 
107522 108917 Mycobacterium 
Corynebacterineae; 
ref |NR_029293.1| Mycobacterium 
115240 116730 Mycobacterium 
etales; Corynebacterineae; 
ref |NR_029246.1| Clostridium 
186799 188298 Clostridium 
Clostridiaceae; Clostridium. 
ref |NR_029232.1| Clostridium 
e 206801 208304 Clostridium 
stridiaceae; Clostridium. 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium aichiense 


Mycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
bacterineae; 


Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 
Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Staphylococcus 
Staphylococcus 


NR_029144.1 
331642 


Moorella 
333194 Moorella 


gi 
seq 
gi 
seq 
gi 
seq 
gi 


gi 


gi 
seq 
gi 
seq 
gi 
seq 


gi 
seq 
gi 
seq 


gi 
seq 
gi 
seq 
gi 


219857164 
27343 
219857163 
27358 
219857162 
27373 
219857161 
27388 
219857160 
27402 
219857159 
27417 
219857158 
27447 
219857157 
27460 
219857156 
27461 
219857155 
27475 
219857154 
uence 
219857152 
uence 
219857151 
uence 
219857150 
27534 
219857149 
27549 
219857148 
uence 
219857147 
uence 
219857146 
uence 
219857145 
27624 
219857142 
27625 
219857141 
27639 
219857140 
27655 
219857139 
27670 
219857138 
27685 
219857137 
27700 
219857136 
27716 
219857135 
27731 
219857133 
27746 
219857132 
uence 
219857131 
uence 
219857130 
27792 
219857129 
27807 
219857128 
27821 
219857127 
uence 
219857126 
uence 
219857125 
27867 


ref|NR_024792.1 
99 2735838 
ref|NR_024791.1 
89 2737328 
ref|NR_024790.1 
79 2738759 
ref|NR_024789.1 
10 2740172 
ref|NR_024788.1 
23 2741676 
ref|NR_024787.1 
27 2743201 
ref|NR_024786.1 
07 
ref 
95 
ref|NR_024784.1 
46 2747493 
ref|NR_024783.1 
44 2748884 
ref|NR_024782.1 
2748935 275045 
ref|NR_024780.1 
2750506 275194 
ref|NR_024779.1 
2752000 275344 
ref|NR_024778.1 
96 2754939 
ref|NR_024777.1 
90 2756495 
ref|NR_024776.1 
2756546 275805 
ref|NR_024775.1 
2758107 275950 
ref|NR_024774.1 
2759556 276102 
ref|NR_024773.1 
91 
ref|NR_024770.1 
42 2763940 
ref|NR_024769.1 
91 2765456 
ref|NR_024768.1 
07 2766972 
ref|NR_024767.1 
23 2768505 
ref|NR_024766.1 
56 2770007 
ref|NR_024765.1 
58 2771550 
ref|NR_024764.1 
01 2773083 
ref|NR_024763.1 
34 2774619 
ref|NR_024761.1 
70 2776157 
ref|NR_024760.1 
2776208 277769 
ref|NR_024759.1 
2777747 277920 
ref|NR_024758.1 
59 2780679 
ref|NR_024757.1 
30 2782146 
ref|NR_024756.1 
97 2783612 
ref|NR_024755.1 
2783663 278516 
ref|NR_024754.1 
2785219 278673 


NR_024785.1 


ref|NR_024753.1 
86 2788314 


Shewanella schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
Shewanella marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
Arenibacter troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 
Thermodesulfobium narugense strain Na82 16S ribosomal RNA, partial sequence 
Agarivorans albus strain MKT 106 16S ribosomal RNA, partial sequence 
Flavobacterium limicola strain ST-82 16S ribosomal RNA, partial sequence 
Delftia tsuruhatensis strain T7 16S ribosomal RNA, partial sequence 2743252 


Rothia aeria strain Al1-17B 16S ribosomal RNA, partial sequence 2744758 


Rhodococcus baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
Arthrobacter russicus strain Al-3 16S ribosomal RNA, partial sequence 


Diaphorobacter nitroreducens strain NA10B 16S ribosomal RNA, partial 
ee eee malaysiensis strain H47-7 16S ribosomal RNA, partial 
ore een sphaerica strain JCM 9374 16S ribosomal RNA, partial 
Ps aacnndatien alba strain JCM 9373 16S ribosomal RNA, partial sequence 


Thermanaeromonas toyohensis strain ToBE 16S ribosomal RNA, partial sequence 


Thermaerobacter nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 
‘euenueeshts agariperforans strain KMM 3525 16S ribosomal RNA, partial 
eae neeaces terrae strain IFO 15668 16S ribosomal RNA, partial 
ebeaete baliensis strain Yo-3 16S ribosomal RNA, partial sequence 2761077 
Edwardsiella tarda strain ATCC15947 16S ribosomal RNA, partial sequence 
Edwardsiella ictaluri strain JCM1680 16S ribosomal RNA, partial sequence 
Edwardsiella hoshinae strain JCM1679 16S ribosomal RNA, partial sequence 
Dietzia psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 
Bacillus okuhidensis strain GTC 854 16S ribosomal RNA, partial sequence 


Rhodococcus jostii strain IFO 16295 16S ribosomal RNA, partial sequence 


Streptomyces venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 


Streptomyces peucetius strain JCM 9920 16S ribosomal RNA, partial sequence 


Streptomyces platensis strain JCM 4662 16S ribosomal RNA, partial sequence 


Streptomyces albofaciens strain JCM 4342 16S ribosomal RNA, partial 
6 
Paenibacillus glycanilyticus strain DS-1 16S ribosomal RNA, partial 
8 
Thiothrix eikelboomii strain AP3 16S ribosomal RNA, partial sequence 


Thiothrix flexilis strain EJ2M-B 16S ribosomal RNA, partial sequence 


Thiothrix disciformis strain B3-1 16S ribosomal RNA, partial sequence 


Okibacterium fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial 
8 
Alicyclobacillus cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial 
5 
Alicyclobacillus herbarius strain CP-1 16S ribosomal RNA, partial sequence 


thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 


507942 Bacteria_ 


strain ATCC 51131 
Bacteria; Actinob 


Mycobacterium. 
507942 Bacteria_ 


brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 


507942 Bacteria_ 
boenickei strain 


Bacteria; Actinob 


Mycobacterium. 
507942 Bacteria_ 


strain FI-0169 16 


507942 Bacteria_ 


psychrotolerans s 
psychrotolerans B 


Mycobacteriaceae; 
507942 Bacteria_ 


nepalensis strain 


Bacteria; 
507942 Bacteria_ 


pyrenivorans stra 
pyrenivorans Bact 


Mycobacteriaceae; 
507942 Bacteria_ 


psychrophilum str 
psychrophilum Bac 


507942 Bacteria_ 


holsaticum strain 
Bacteria; Actinob 


Mycobacterium. 


507942 Bacteria_16S 
strain E846 16S r 


Firmicutes; 


16S 334435 334355 3 


16S 479294 479214 3 


Mycobacterium. 
16S 480843 480763 3 


16S 531436 531356 3 


um complex (MAC). 
16S 539075 538995 3 


Mycobacterium. 
16S 542095 541999 3 


Bacillales; 


16S 581549 581469 3 


Mycobacterium. 
16S 610240 610144 3 


teria; 
16S 


Firmicutes; 
618025 617945 3 


625433 625353 3 


630054 629966 13 


699805 699710 3 


81 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


81 


81 


81 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium avi 


81 


96 


81 


96 


81 


81 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S 
strain CE2105 16S 


98 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
507942 Bacteria_16S 


96 


gi 


gi 


n W6743 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


W5998 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


530243 53169 
nebacterineae; 


gi 


train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


gi 


CW1 16S ribosomal RNA, partial sequence 
Staphylococcus. 


gi 


in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


gi 


ain CMS 530r 16S ribosomal RNA, partia 


Bacillales; Planoco 


gi 


1406 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


624219 62572 


gi 


628893 63029 


gi 


265678838 
33324 
ales; 


265678732 


265678731 
47962 
ales; 


265678698 


265678693 
sequence 
dae; 


265678691 
54086 


265678665 
sequence 


265678645 
1 sequence 
ccaceae; P 
265678640 
61679 
ales; 


265678635 


nebacterin 
265678631 


Rhodospiri 
265678583 


Corynebacterineae; 


Actinomyc 


Corynebacterineae; 


Actinomyc 


Actinomyceta 


Corynebacterineae; 


ref |NR_029143.1 
5 334704 Mycob 


ref|NR_029037.1 
478074 47957 
etales; Coryneb 


ref|NR_029036.1 
3 481120 Mycob 


ref|NR_029003.1 
4 Mycobacterium 
Mycobacter 


ref |NR_028998.1 
537853 539333 
etales; 


ref |NR_028996.1 


ref|NR_028970.1 
580337 581817 
les; 


ref|NR_028950.1 

609006 610485 
lanomicrobium. 
ref |NR_028945.1 
5 618320 Mycob 


ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 
ref |NR_028936.1 


llac 
ref 


eae; Roseosp 
NR_028888.1 


2 
acterineae; 


i 


2 542331 Staphy 


strain 6111 16S r 


ibosomal RNA, partial sequence 


698584 69993 


Proteobacteria; 


botniense strain 


Bacteria; Actinob 


Mycobacterium. 


507942 Bacteria_16S 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


507942 Bacteria_16S 


strain AS4.0578 1 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


507942 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


507942 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


507942 Bacteria_16S 


succinus subsp. 


Gammaproteobacteria; Chromatiales; 
507942 Bacteria_16S 
strain gM-1 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
507942 Bacteria_16S 


713020 712940 3 81 
ibosomal RNA, partial sequence 


gi 


714579 714499 3 81 gi 
E347 16S ribosomal RNA, partial sequen 


s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; 
1019644 1019548 3 96 


gi 


succinus Bacteria; 


Chromatiaceae; 
265678574 

711792 71330 
Corynebacterineae; 
265678573 
ce 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
811692 811612 3 81 gi| 265678505 |ref|NR_028808.1 
ain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacterium. 
878339 878259 3 81 gi|265678460|ref|NR_028763.1 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
507942 Bacteria_16S 


donocardineae; Actinosynne 
881346 881266 3 81 gi| 265678458 |ref|NR_028760.1 
37 16S ribosomal RNA, partial sequence 880129 881579 Lentze 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; A 
913549 913469 3 81 gi|265678436|ref|NR_028738.1 
train NRRL B-3298 16S ribosomal RNA, partial sequence 912332 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
ae; Lechevalieria. 
958511 958415 3 96 gi|265678406|ref|NR_028708.1 


ial sequence 957258 95877 
Bacillaceae; 
265678365 
succinus strain AMG-D1 16S ribosomal RNA, 
Staphylococcus succinus subsp. 


Thiocystis. 
ref |NR_028879.1 
8 Mycobacterium 
Mycobacteri 
ref |NR_028878.1 


713359 714869 Mycoba 


3 
Geobacillus. 


Mycobacterium celatum 


acterium celatum 
Mycobacteriaceae; 


Mycobacterium 
Mycobacterium 


Mycobacterium 


acterium boenickei 
Mycobacteriaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Staphylococcus 
lococcus nepalensis 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Planomicrobium 
Planomicrobium 


Mycobacterium 


acterium holsaticum 
Mycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 


Mycobacteriaceae; 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Geobacillus 
Geobacillus 


ref |NR_028667.1 
complete sequence 
Firmicutes; Bacillales; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 


507942 Bacteria_16S 
ain SSM1 16S ribosomal RNA, partial se 


desulfuricans str 


1059366 1059306 14 


73 


gi 


265678338 
quence 


ref 


1058138 10595 


NR_028640.1 
7 


Deferribacter 
3 Deferribacter 


desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 
507942 Bacteria_16S 1152865 1152769 3 96 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 
507942 Bacteria_16S 1236058 1235978 3 81 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
507942 Bacteria_16S 1251103 1251023 3 81 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
507942 Bacteria_16S 1294718 1294622 3 96 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
507942 Bacteria_16S 1319013 1318917 3 96 gi| 228715349 |ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
507942 Bacteria_16S 1320555 1320459 3 96 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
507942 Bacteria_16S 1345060 1344988 11 81 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 
507942 Bacteria_16S 1354117 1354029 13 98 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
507942 Bacteria_16S 1390347 1390275 14 84 gi|228716586|ref|NR_027553.1| Bdellovibrio 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
Bdellovibrio. 
507942 Bacteria_16S 1434288 1434192 3 96 gi|224581433|ref|NR_027215.1| Staphylococcus felis 


strain GD521 16S 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain LM 036 16S 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1440448 1440368 3 81 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


507942 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


507942 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


507942 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


507942 Bacteria_16S 


strain MK27-91F2 


1476678 1476598 3 81 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1497972 1497880 6 96 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
1561233 1561153 3 81 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
1574729 1574649 3 


81 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


507942 Bacteria_16S 


strain JCM 9114 1 


1576255 1576175 3 81 gi 


1433051 14345 


do 


1 


’ 


16 
ch 


’ 


do 


224581428 
1439230 14407 


219878445 


mp 
219846665 


219846147 
eq 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


ref 
nocardineae; 
ref 
sequence 
Actinomy 
lex (MAC 


ceta 
)- 
ref 
mal 
um 


S riboso 
arolytic B 
ref 
uence 
Actinomyceta 
ref 
nocardineae; 
ref 


1475465 147693 


1560055 15614 


NR_027210.1 


Actinosynne 
NR_025584.1 
les; Coryneb 
NR_026257.1 


RNA, complet 
acteria; Fir 


NR_025737.1 
8 
b 


les; Coryne 


NR_024687.1 


Actinosynne 
NR_024686.1 


25 Staphylococcus felis Bacteria; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Mycobacterium avium 

6 Mycobacterium avium 

acterineae; 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
507942 Bacteria_16S 1635784 1635688 3 96 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

507942 Bacteria_16S 1666240 1666160 3 81 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

507942 Bacteria_16S 1684483 1684423 14 73 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
507942 Bacteria_16S 1690529 1690433 3 96 gi|219878414|ref|NR_025553.1] Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 


507942 Bacteria_16S 
DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


507942 Bacteria_16S 


strain DSM 44222 


strain DSM 44515 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


507942 Bacteria_16S 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


507942 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


LMG 19999 16S rib 
Proteobacteria; G 


antarcticus strai 
antarcticus Bacte 


507942 Bacteria_16S 


strain SE3104 16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


507942 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


507942 Bacteria_16S 
DSM 44368 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


507942 Bacteria_16S 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


1727194 1727114 3 


Mycobacterium. 
1728733 1728653 3 


1730269 1730189 3 


1731782 1731702 3 


Mycobacterium. 
1747069 1747001 6 


Actinomadura. 
1757816 1757720 3 


ae; 


1793839 1793753 13 


1809217 1809121 3 


Firmicutes; 
1852002 1851914 13 


ria; 


1894811 1894751 14 


1978007 1977947 14 


2034409 2034329 3 


Mycobacterium. 
2053100 2053020 3 


Mycobacterium. 
2091191 2091111 3 


Mycobacterium. 


507942 Bacteria_16S 


2095832 2095736 3 


81 


81 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S 


81 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


81 


73 


96 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
507942 Bacteria_16S 


96 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
507942 Bacteria_16S 
n CMS 26o0r 16S ribosomal RNA, partial 
Bacillales; 


96 


98 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
507942 Bacteria_16S 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


73 


73 


-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
507942 Bacteria_16S 
ATCC 19420 16S ribosomal RNA, 
a; Actinobacteria; Actinobacteridae; Act 


81 


81 


81 


96 


strain SW-72 16S ribosomal RNA, partial sequence 


Planococc 


partial 


partial 


219878390 
equence 


gi 


gi| 219878389 
ne 
gi| 219878388 
ne 
219878387 
sequence 
Actinomyc 


gi 


219878376 
1 sequence 
Actinomyc 


gi 


gi| 219878367 
1756574 17580 
sychromona 
gi| 219878340 
1792623 17941 
onaceae; V 
219878330 
sequence 

aceae; Pla 
gi| 219878301 
1850849 18521 
Rhodospiri 
219878268 
equence 

a; Desulfo 


gi 


gi 


219878210 
19767 
ibrionales 
219878172 
sequence 

inomycet 


gi 


gi 


219878157 
sequence 
Actinomyce 


gi 


inomycet 


bacterin 


bacterin 


Mycobacterium 
1 Mycobacterium 
erineae; 


ref|NR_025529.1 
1725987 172747 

ales; Corynebact 
Mycobacterium pulveris 

pulveris Bacteria; 

aceae; Mycobacterium. 
Mycobacterium agri 

agri Bacteria; 

aceae; Mycobacterium. 
Mycobacterium 

2 Mycobacterium 

cterineae; 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


Actinomadura 
0 Actinomadura 
porangineae; 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


ref|NR_025506.1| Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
daceae; Psychromonas. 
ref|NR_025479.1| Vibrio pacinii strain 
16 Vibrio pacinii Bacteria; 
ibrio. 
ref|NR_025469.1 
1807983 180946 
nococcus. 
ref|NR_025440.1| Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
llaceae; Roseospira. 
NR_025407.1| Desulfomicrobium 
1893578 1895094 Desulfomicrobium 
vibrionales; sulfomicrobiaceae; 


Planococcus 
1 Planococcus 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Mycobacterium 

2 Mycobacterium 

erineae; 


ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref|NR_025311.1 

2033216 203470 
ales; Corynebact 


, 


Mycobacterium 
1 Mycobacterium 
terineae; 


ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


219878129 
1 sequence 
ae; Act 


gi 


’ 


gi|219878125 
2094597 20961 


inomyce 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


ref |NR_025268.1 
2089993 209143 
tales; Coryn 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 2112583 2112503 3 81 gi|219857660|ref|NR_025249.1| Mycobacterium 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 

507942 Bacteria_16S 2115577 2115481 3 96 gi|219857658|ref|NR_025247.1| Planococcus maritimus 


strain TF-9 16S r 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain TF-11 16S 


ribosomal RNA, 


ribosomal RNA, 


ibosoma 
lales; Planococcaceae; 
2124680 2124584 3 
partial 
Bacillaceae; 
2126236 2126140 3 
partial 


lales; 


1 RNA, partial sequence 


Planococcus. 
96 
sequence 


Bacillus. 


96 
sequence 


2114343 21158 


gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


49 Planococcus maritimus Bacteria; 


ref|NR_025241.1| Bacillus aquimaris 
50 Bacillus aquimaris Bacteria; 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 2129255 2129175 3 81 gi| 219857649 |ref|NR_025238.1| Mycobacterium 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 

507942 Bacteria_16S 2130733 2130653 3 81 gi|219857648|ref|NR_025237.1| Mycobacterium 


scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


507942 Bacteria_16S 2132238 2132158 3 
tokaiense strain ATCC 27282 16S 
tokaiense Bacteria; 
Mycobacteriaceae; Mycobacterium. 
507942 Bacteria_16S 2133741 2133661 3 
poriferae strain ATCC 35087 16S 
poriferae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
507942 Bacteria_16S 2136772 2136692 3 
strain ATCC 51384 16S ribosomal 


507942 Bacteria_16S 2148807 2148727 3 
strain MUP 1182 16S ribosomal RNA, 


507942 Bacteria_16S 2165447 2165367 3 


strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 21657 


Actinobacteria; Actinobacteridae; 


507942 Bacteria_16S 2218485 2218405 3 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


507942 Bacteria_16S 2236726 2236666 14 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


thiodismutans Bacteria; 
Desulfonatronum. 
507942 Bacteria_16S 


Proteobacteria; 


2328012 2327932 3 


strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


507942 Bacteria_16S 
canadensis strain 


2332448 2332392 14 


Helicobacter. 
507942 Bacteria_16S 
strain ATCC49733 


2364278 2364218 14 


507942 Bacteria_16S 2444825 2444729 3 


koreense strain JGO7 16S ribosomal RNA, partial sequence 
Planococcaceae; 


Bacteria; Firmicutes; 
507942 Bacteria_16S 


Bacillales; 
2453998 2453906 3 


dichotomicum strain KCTC 3667 16S ribosomal RNA, partial 
Bacillales; 


dichotomicum Bacteria; 
507942 Bacteria_16S 


Firmicutes; 
2563911 2563855 14 


mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequen 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; C 


Helicobacter. 


507942 Bacteria_16S 2594712 2594632 3 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


507942 Bacteria_16S 2608538 2608443 5 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; 


naphthovorans Bacteria; 
507942 Bacteria_16S 
mcmeekinii strain 
Bacteria; Firmicutes; 
507942 Bacteria_16S 


Proteobacteria; 
2622430 2622334 3 


Bacillales; 
2634596 2634500 3 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial 
Bacillales; 


alkanoclasticum Bacteria; 
507942 Bacteria_16S 
strain CIP 103464 


Firmicutes; 
2640716 2640636 3 


507942 Bacteria_16S 2672313 2672257 14 


strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 26725 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


507942 Bacteria_16S 2706925 2706829 3 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 
Bacillales Family 


oxidotolerans Bacteria; 
507942 Bacteria_16S 


Firmicutes; 
2909996 2909900 3 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 
Staphylococcus. 


pasteuri Bacteria; Firmicutes; 
507942 Bacteria_16S 


2911540 2911444 3 


ribosomal RNA, 
Actinobacteria; Actinobacteridae; Act 


ribosomal RNA, 
Actinobacteria; Actinobacteridae; Act 


Bacillales; 


Bacillales; 


81 gi| 219857647 |ref|NR_025236.1 
partial sequence 2 
inomycetales; 
81 gi|219857646|ref|NR_025235.1 
partial sequence 2 
inomycetales; 
81 gi|219857644|ref|NR_025233.1 
21355 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


81 


complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


81 


81 


73 


81 


69 


NLEP-16143 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


73 


16S ribosomal RNA, partial sequence 2363042 23645 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


96 


93 


69 


81 


96 


96 


S23F2 16S ribosomal RNA, partial sequence 26212 
Planococcaceae; 


96 


81 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


69 


96 


96 


96 


Planomicrobium. 


Thermoactinomyceta 


Planomicrobium. 


Planococcaceae; 


gi|219857636 


gi| 219857625 


Actinomycetales; Corynebacterineae; 


219857587 
22172 


gi 


gi|219857575 


gi|219857511 


gi|219857508 


gi| 219857485 


219857423 
24435 


gi 


219857417 
sequence 


gi 


gi| 219857335 


gi| 219857272 


gi|219857263 


Ocea 


gi|219857251 


219857236 
sequence 


gi 


219857231 
26395 


gi 
gi|219857208 


Helicob 


gi|219857184 


gi| 219856850 


gi| 219856849 


Desulfovibrionales; 


ref|NR_025225.1 
14 Mycobacterium 


ref|NR_025214.1 
35 Mycobacterium 


ref|NR_025175.1 


ref |NR_025163.1 
2235498 223697 


ref|NR_025099.1 
77 Mycobacterium 


ref|NR_025096.1 
2331268 233272 


ref|NR_025073.1 
eae. 


ref|NR_025011.1 


ref|NR_025005.1 

2452794 245426 
ceae; 
ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref|NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024881.1 


ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024859.1 
12 2640976 Mycoba 
Mycobacteri 
NR_024836.1 


ref 


acteraceae; Heli 
ref|NR_024812.1 
2705678 270719 
XII. Incertae S 
ref|NR_024669.1 
2908741 291023 


lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 


lugdunensis Bacteria; Firmicutes; Bacillales; 


Staphylococcus. 


Mycobacterium 


131039 2132489 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


132540 2133989 Mycobacterium 
Corynebacterineae; 


Mycobacterium brumae 


74 2137022 Mycobacterium brumae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Mycobacterium parmense 
parmense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium marinum 
marinum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium lacus 


72 2218741 Mycobacterium lacus Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Mycobacterium doricum 
doricum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Helicobacter 
4 Helicobacter 


Campylobacterales; Helicobacteraceae; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Planomicrobium 


92 2445097 Planomicrobium koreense 


Thermoflavimicrobium 
8 Thermoflavimicrobium 


Thermoflavimicrobium. 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Planomicrobium 


00 2622680 Planomicrobium mcmeekinii 


Planomicrobium 
1 Planomicrobium 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Helicobacter ganmani 


55 Helicobacter ganmani Bacteria; 


cobacter. 
Exiguobacterium 

1 Exiguobacterium 
edis; Exiguobacterium. 
Staphylococcus 

4 Staphylococcus 


ref |NR_024668.1 
2910285 291177 


Staphylococcus 
6 Staphylococcus 


507942 Bacteria_ 


strain ATCC 43959 
Firmicu 


Bacteria; 
507942 Bacteria_ 


delphini strain ATCC 4917 
delphini Bacteria 


507942 Bacteria_ 


strain ATCC 35538 
Firmicu 


Bacteria; 
507942 Bacteria_ 


arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
arlettae Bacteria 


507942 Bacteria_ 


IFO 16102 16S rib 


507942 Bacteria_ 


tapeticola strain 
tapeticola Bacter 


507942 Bacteria_ 


kamchatkensis str 
kamchatkensis Bac 


Desulfurella. 
507942 Bacteria_ 


kuznetsovii strai 
kuznetsovii DSM 6 


507942 Bacteria_ 


strain HA2P 16S r 
Spi 


Spirochaetes; 
507942 Bacteria_ 
strain DSM 43039 


507942 Bacteria_ 
strain DSM 44183 


507942 Bacteria_ 


parafortuitum str 
parafortuitum Bac 


Mycobacteriaceae; 


507942 Bacteria_16S 
austroafricanum s 
austroafricanum B 


Mycobacteriaceae; 


507942 Bacteria_16S 
saccharolyticum s 


Halanaerobiales; 


16S 2913082 2912986 3 

16S rib 
tes; Bacillales; 
16S 2914626 2914530 3 
; Firmicutes; 
16S 2916169 2916073 3 

16S rib 
tes; Bacillales; 
16S 2917711 2917615 3 


; Firmicutes; 


16S 2940254 2940174 3 


16S 3008675 3008579 3 


16S 3082844 3082784 14 


teria; Proteobacteria; 


16S 3156600 3156520 3 
115 Bacteria; 
16S 3205229 3205169 14 
rochaetales; 


16S 3332557 3332477 3 


16S 3337042 3336962 3 


16S 3338551 3338471 3 


Mycobacterium. 
3340063 3339983 3 


Mycobacterium. 
3376766 3376674 6 
ubsp. 


Halanaerobiaceae; 


Bacillales; 


Bacillales; 


Firmicutes; 


96 


osomal RNA, partial sequence 
Staphylococcus. 


96 


1 16S ribosomal RNA, partial s 
Staphylococc 


96 


osomal RNA, partial sequence 
Staphylococcus. 


96 


81 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


CCC Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 


ain K-119 16S ribosomal RNA, partial s 


n DSM 6115 16S ribosomal RNA, partial 


Staphylococc 


219856848 
29118 


gi 


219856847 
equence 
us 

219856846 
29149 


gi 


gi 


219856845 
equence 

us 
gi| 219856830 
2939058 29405 


gi 


ref|NR_024667.1| Staphylococcus kloosii 
27 2913320 Staphylococcus kloosii 
ref|NR_024666.1| Staphylococcus 

2913371 2914863 Staphylococcus 
ref|NR_024665.1| Staphylococcus caprae 
14 2916405 Staphylococcus caprae 
ref|NR_024664.1| Staphylococcus 

2916456 2917949 Staphylococcus 
ref|NR_024649.1| Lentzea albida strain 


28 Lentzea albida Bacteria; 


donocardineae; Actinosynnemataceae; Lentzea. 
96 gi|219846918|ref|NR_026510.1| Halospirulina 
artial sequence 3007504 3008891 Halospirulina 
lospirulina. 
73 gi| 219846867 |ref|NR_026459.1| Desulfurella 
equence 3081609 3083134 Desulfurella 
Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
81 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
sequence 3155325 3156901 Desulfotomaculum 
Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
73 gi| 219846785 |ref|NR_026377.1| Treponema amylovorum 


ibosomal RNA, partial sequence 
Spirochaetaceae; Treponema. 


81 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


81 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


81 


ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


81 


train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 


96 


senegalense strain DSM 7379 16S 
Halanaerobium saccharolyticum subsp. 


3204032 32054 


gi|219846697 
omonospori 
gi|219846694 
nebacterin 
219846693 
al sequenc 
e; 


gi 


219846692 
rtial sequ 
dae; Actin 


gi 


219846666 
ribosomal 


gi 


Actinomycet 


ref|NR_026289.1 


neae; 
ref|NR_026286.1 
03 Mycobacterium 
eae; Mycobacter 
ref|NR_026285.1 
e 3337354 33388 
ales; Coryn 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cor 


ref 
RNA, 


NR_026258.1 


i 


1 
e 


y 


partial sequence 
senegalense Bacteria; Firmicutes; Clostridia; 
Halanaerobium. 


74 Treponema amylovorum Bacteria; 


Pilimelia anulata 


10 Pilimelia anulata Bacteria; 
Micromonos 


poraceae; Pilimelia. 
Mycobacterium hodleri 

hodleri Bacteria; 

aceae; Mycobacterium. 
Mycobacterium 

3 Mycobacterium 

bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Halanaerobium 
3375527 3377012 


507942 Bacteria_16S 3483637 3483577 14 73 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 3492935 3492855 3 81 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

507942 Bacteria_16S 3536819 3536723 3 96 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 3546185 3546089 3 96 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 3608712 3608632 3 81 gi|219846500|ref|NR_026092.1| Mycobacterium 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

507942 Bacteria_16S 3611705 3611609 3 96 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

507942 Bacteria_16S 3616284 3616204 3 81 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
507942 Bacteria_16S 3617795 3617715 3 81 gi|219846494|ref|NR_026086.1| Mycobacterium 


komossense strain Ko2 16S ribosomal RNA, partial sequence 


3616566 3618027 Mycobacterium komossense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


507942 Bacteria_16S 


subsp. paratuberc 


avium subsp. para 
Corynebacterineae; 
507942 Bacteria_16S 


strain 3015 16S r 


strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 


507942 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


507942 Bacteria_16S 
DSM 44277 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


507942 Bacteria_16S 
SEBR 4224 16S ribosomal RNA, partial 
Clostridia; 


congolense strain 
congolense Bacter 


507942 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


507942 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


507942 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


507942 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


strain AW 25 16S 
Firmicutes; Bacil 


507942 Bacteria_16S 
in IFO 12536 16S ribosomal RNA, partial 
Bacillales; 


okeanokoites stra 


okeanokoites Bacteria; 
507942 Bacteria_16S 


3623424 3623344 3 


3624925 3624845 3 


3626470 3626390 3 


3635708 3635652 14 


3637215 3637135 3 


3664808 3664728 3 
Mycobacterium. 
3676986 3676894 6 


Firmicutes; 
3722155 3722075 3 


ia; 


3777272 3777176 3 


dus. 
3821217 3821157 14 
n Eaton 90-119-3 16S 
ria; Proteobacteria; 


3825839 3825779 14 
16S ribosomal RNA, 


3845463 3845367 3 


lales; Staphylococcus. 
3931084 3930988 3 


Firmicutes; 
3978250 3978162 14 


81 


81 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S 


81 


69 


81 


81 


96 


Halanaerobiales; 


81 


96 


73 


73 


96 


ribosomal RNA, partial sequence 


96 


99 


gi 


ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 


gi 


3623734 3625217 Mycobacterium 
nebacterineae; 


gi 


16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campylobacterale 
507942 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


3849 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


A8444 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


gi 


gi 


complete sequence 
acteria; Gammaproteobacteria; Pasteurellales; 
507942 Bacteria_16S 


gi 


3844228 38456 


gi 


gi 


219846490 


219846489 


219846488 


219846482 


219846481 


219846462 


219846453 
sequence 


219846420 


219846379 


219846349 


ribosomal RNA, partial sequence 
Epsilonproteobacteria; 


219846346 


219846332 


219846274 


219846240 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 


centenum Bacteria 
Rhodospirillum. 


507942 Bacteria_16S 
strain CL-SP19 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Alteromonadales; 
507942 Bacteria_16S 


cosmeticum strain 


3983960 3983864 3 


4039655 4039575 3 


96 


81 


gi 


gi 


LTA-388 16S ribosomal RNA, partial sequence 


cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


507942 Bacteria_16S 


Mycobacterium. 
4044206 4044110 3 


96 


gi 


; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


219846236 


3982735 39841 


219846197 


219846191 


stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 
Planococcaceae; 


stackebrandtii Bacteria; 
507942 Bacteria_16S 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


Mycobacteriaceae; 


507942 Bacteria_16S 
strain HSC68 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


Firmicutes; 
4063700 4063620 3 


Mycobacterium. 
4074307 4074227 3 


Mycobacterium. 


507942 Bacteria_16S 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 


4124288 4124228 14 


Bacillales; 


81 


81 


73 


gi 


219846177 


partial sequence 
Actinobacteridae; 
obacterium avium complex ( 


inomycetales; 


Halanaerobiaceae; H 


3720952 3722442 Mycoba 
Corynebacterineae; Mycobacteriaceae; 


3775978 3777536 Thermo 
Syntrophobacterales; Syntrophobact 


Campylobacterales; H 


3824598 3826078 Avibac 


sequence 


Planococcaceae; Planomicrobium. 


Actinomycetales; 


ref|NR_026082.1 


ref|NR_026081.1 


ref|NR_026080.1 


ref |NR_026074.1 


ref |NR_026073.1 


ref |NR_026054.1 
3663577 366509 


ref|NR_026044.1 
3675717 367724 


ref|NR_026011.1 


ref|NR_025970.1 


ref |NR_025940.1 


382000 


ref |NR_025937.1 


ref |NR_025922.1 


ref |NR_025864.1 
3929851 393132 


ref|NR_025830.1 

3977072 397838 
Rhodosp 
ref |NR_025826.1 
Idiomarina. 


ref |NR_025787.1 
4038441 403994 


ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025767.1 


Mycobacterium avium 


3622221 3623683 Mycobacterium 
Actinomycetales; 


MAC). 
Mycobacterium simiae 
simiae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium szulgai 


3625268 3626729 Mycobacterium szulgai 
Corynebacterineae; Mycobacteriaceae; 


Helicobacter rodentium 


3634529 3635951 Helicobacter rodentium 
s; Helicobacteraceae; 


Helicobacter. 
Mycobacterium duvalii 


3636002 3637503 Mycobacterium duvalii 


Corynebacterineae; Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Halanaerobium 

4 Halanaerobium 
alanaerobium. 
Mycobacterium 
cterium hassiacum 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Helicobacter 
8 3821492 Helicobacter 
elicobacteraceae; 


Avibacterium volantium 
terium volantium 


Pasteurellaceae; Avibacterium. 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Planomicrobium 
2 Planomicrobium 


Rhodospirillum 
6 Rhodospirillum 


irillaceae; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 
Idiomarinaceae; 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Planococcus 
9 Planococcus 


Mycobacterium 


complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


219846170 


219846134 


Actinomycetales; 


sequence 
Actinomycetales; 


Corynebacterineae; 


ref|NR_025760.1 


ref 


Mycobacterium 


4073095 4074562 Mycobacterium 
Corynebacterineae; 


Volucribacter 


NR_025724.1 


4123103 4124536 Volucribacter 


psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Volucribacter. 


507942 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


507942 Bacteria_16S 


strain M175 16S r 


ptococcaceae; Desulfotomaculum. 
4234162 4234082 3 81 gi| 219846046 
ibosomal RNA, partial sequence 4232932 42344 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
51140 51069 3 73 gi| 265679030 


507942 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


507942 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


507942 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


507942 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; G 


507942 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; G 


507942 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


507942 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; G 


507942 Bacteria_16S 


strain B2 16S rib 
Proteobacteria; G 


507942 Bacteria_16S 
strain glu 65 16S ribosomal RNA, parti 
Clos 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


507942 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


507942 Bacteria_16S 


NS12 16S ribosoma 
Sphingobacteria; 


507942 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


507942 Bacteria_16S 


strain vc 5 16S r 


strain ET-5b 16S 
Firmicutes; Bacil 


507942 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


507942 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


507942 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


4231147 4231067 3 81 gi 


All 16S ribosomal RNA, complete sequence 49907 
acteria; Deltaproteobacteria; Desulfovibrionales 
131604 131533 13 82 gi| 265678975 
ribosomal RNA, complete sequence 130392 13190 
hrysiogenales; Chrysiogenaceae; Chrysiogenes. 
362959 362888 3 73 gi| 265678813 
ribosomal RNA, partial sequence 361716 36321 
eltaproteobacteria; Desulfovibrionales; Desulfov 
746609 746515 3 96 gi| 265678549 
ibosomal RNA, partial sequence 745469 74679 
ammaproteobacteria; Pseudomonadales; Moraxellace 
747984 747890 3 96 gi| 265678548 
ibosomal RNA, partial sequence 746844 74816 
ammaproteobacteria; Pseudomonadales; Moraxellace 
749359 749265 3 96 gi| 265678547 


ibosomal RNA, partial sequence 


752109 752015 3 96 

ribosomal RNA, partial sequence 
ammaproteobacteria; 
753484 753390 


gi 


Pseudomonadales; 
3 96 gi 


Bacteria; 
acter. 


Firmicutes; Clostridia; 


1125722 1125651 3 73 gi 
avobacteria; Flavobacteriales; 
1249676 1249617 13 71 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
1514384 1514289 4 96 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1769746 1769683 11 73 
bosomal RNA, partial sequence 


gi 


gi 


1818396 1818337 13 71 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


1845909 1845838 13 82 
ibosomal RNA, partial sequence 


gi 


1968996 1968925 3 73 
ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 
1984273 1984194 4 


gi 


Incertae S 
81 gi 


ria; Proteobacteria; Deltaproteobacter 


1985857 1985778 4 81 gi 


ia; Proteobacteria; Deltaproteobacteri 
1987439 1987356 3 84 gi 
n Cb fel8 16S ribosomal RNA, complete 


ria; Proteobacteria; 
Cystobacter. 


Deltaproteobacter 


507942 Bacteria_16S 


strain MCS 25 16S 


2018028 2017957 13 82 
ribosomal RNA, partial sequence 


gi 


ubsp. thermosyntrophicum strain TPO 16 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; 


748219 74954 
ammaproteobacteria; Pseudomonadales; M 


750969 75229 
M 


osomal RNA, partial sequence 752344 75366 
ammaproteobacteria; Pseudomonadales; Moraxellace 
995397 995303 .5 96 gi| 265678381 


6S ribosomal RNA, partial sequence 1124514 11259 
Cryomor 


1248510 1249867 Runel 


1513128 15146 


1768558 17700 
psilonproteobacteria; Nautiliales; Nau 
507942 Bacteria_16S 


1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
507942 Bacteria_16S 
1967755 19691 


n Sy t2 16S ribosomal RNA, partial seq 


Cm al4 16S ribosomal RNA, partial seq 


219846048 
S ribosoma 


oraxellace 
265678545 


oraxellace 
265678544 


al sequenc 
tridiales; 


224581403 


phaceae; C 
219857416 


Runella. 
219878119 


219878358 


tiliaceae; 
219878324 
al sequenc 
Sphingoba 


219878305 


yphomonada 
219878216 


edis; Ther 
219878206 
uence 

ia; Myxoco 


, 


219878205 
uence 
a; Myxococ 


219878204 
sequence 


ia; Myxoco 


ccal 


cale 


ccal 


ref 
1 RN 


NR_025638.1 
A, partial s 


3 Desulfovibrio 
ibrionaceae; Des 
ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_028683.1 
e 994185 995652 
Clostridiales F 


ref|NR_027184.1 
ryomorpha. 
ref|NR_025004.1 
la zeae Bacteria 


ref|NR_025258.1 


ref|NR_025497.1 
Nautilia. 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref|NR_025444.1 


; Maricauli 
NR_025355.1 


ceae 
ref 


nus. 
ref|NR_025345.1 

1983024 198455 
es; Sorangii 


ref |NR_025344.1 
1984609 198614 
s; Sorangiin 


ref|NR_025343.1 
1986193 198770 
es; Cystobac 


219878184 


Firmicutes; 


Desulfotomaculum 
equence 4229850 4231400 
Clostridia; 


ref|NR_025636.1| Mycobacterium shottsii 
22 Mycobacterium shottsii Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref |NR_029338.1| Desulfovibrio 

51436 Desulfovibrio alaskensis 
; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_029283.1| Chrysiogenes arsenatis 
2 Chrysiogenes arsenatis Bacteria; 
ref|NR_029118.1| Desulfovibrio putealis 


putealis Bacteria; 
ulfovibrio. 
Acinetobacter tandoii 
tandoii Bacteria; 
r. 
Acinetobacter gerneri 
gerneri Bacteria; 
tr. 
Acinetobacter bouvetii 
bouvetii Bacteria; 
ts 
Acinetobacter towneri 
towneri Bacteria; 
Re 
Acinetobacter baylyi 
baylyi Bacteria; 
a 
Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Runella zeae strain 
Bacteroidetes; 


, 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
s. 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 
mica 


Chondromyces 
8 Chondromyces 
neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


ref |NR_025323.1 


Maricaulis parjimensis 


2016867 2018286 Maricaulis parjimensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 


507942 Bacteria_16S 


strain MCS 18 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
507942 Bacteria_16S 2020972 2020901 13 82 gi| 219878182 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rh 
Maricaulis. 

507942 Bacteria_16S 2163881 2163810 3 73 gi| 219857626 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Des 
Desulfovibrio. 

507942 Bacteria_16S 2450912 2450829 12 93 gi| 219857419 


strain KCTC 3666 
Firmicutes; Bacil 


507942 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


507942 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


507942 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


507942 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; 


strain SRL4225 16 
Proteobacteria; D 


507942 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


507942 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


507942 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


507942 Bacteria_16S 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 


Firmicutes; Erysi 


507942 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


507942 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


507942 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


507942 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


507942 Bacteria_16S 


castelarensis str 
castelarensis Bac 


Streptomycetaceae; 
507942 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


507942 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


507942 Bacteria_16S 


G 
507942 Bacteria_16S 


2019500 2019429 13 82 
ribosomal RNA, partial sequence 


gi 


lales; Thermoactinomycetaceae; Laceyel 
2569972 2569913 13 71 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; 
2633048 2632973 1 75 
S ribosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
4065284 4065213 3 73 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
4066798 4066727 13 82 gi 


eltaproteobacteria; Desulfovibrionales 
4145797 4145726 1 71 gi 
ain LD-1B 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
19292 19226 6 71 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


55785 55691 5 96 gi 
pelotrichi; Erysipelotrichales; Erysip 
60299 60217 14 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
94921 94827 5 96 gi 
bosomal RNA, complete sequence 
bacillales; Lactobacillaceae; Lactobac 
152841 152771 13 81 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
276486 276430 14 69 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
302208 302146 12 73 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
368848 368770 5 81 gi 
ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
376356 376262 5 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 
387131 387049 14 93 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
404004 403926 5 81 gi 


v 


96 gi 


2018337 20197 


16S ribosomal RNA, partial sequence 2449732 24511 


Clostri 


2631843 26332 


avobacteria; Flavobacteriales; Flavobacteriaceae 
3314268 3314197 3 73 gi|219846711 
in G3 100 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Deltaproteobacteria; Desul 
3597989 3597918 3 73 gi| 219846509 
n RHM5 16S ribosomal RNA, partial sequence 35967 
tes; Clostridia; Clostridiales; Lachnospiraceae; 
3836260 3836172 11 96 gi| 219846338 


3835060 38365 


4064043 40655 


16S ribosomal RNA, partial sequence 4065569 40669 


59080 


93645 


275297 27676 


300996 30245 


219878183 


la. 
219857288 
sequence 

diales; Cl 
219857237 


Halomonad 
219846176 
; Desulfov 
219846175 
; Desulfov 
219846117 
equence 
plasmatale 
265679051 
sequence 
a; Sphingo 


265679027 
56028 
elotrichac 
265679024 
60579 
anthomonad 
265679000 
95214 
illus. 
265678961 
ce 15161 
idiaceae; 
265678876 


s; Helicob 
265678859 


265678809 
sequence 
e; Actinom 


265678804 
sequence 
cillaceae; 
265678797 

38592 
nadales; S 


ref |NR_025322.1 


ceae; Maricaulis 
ref |NR_025321.1 

2019809 202123 
odobacterales; H 


NR_025215.1 
162629 216416 
ulfovibrionales; 


ref 


ND 


ref|NR_025007.1 


ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024865.1 
; Flavobacteriu 
ref|NR_026303.1 

3313036 331453 
fovibrionales; D 


ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref |NR_025928.1 


aceae; Halomonas 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025707.1 
4144567 414608 
s; Spiroplasmata 
ref |NR_029359.1 
18082 19577 
bacteriales; Fle 


ref |NR_029335.1 


Holdemania. 
NR_029332.1 


eae; 
ref 


aceae; Xanthomon 
ref |NR_029308.1 
Lactobacillus 


ref |NR_029269.1 
7 153137 Clostr 
Clostridium. 
ref|NR_029182.1 
1 Helicobacter 
acteraceae; Heli 
ref|NR_029165.1 


ycet 


nibacil 
NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 


265678786 


hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Desulfovibrio 
3 Desulfovibrio 


Desulfovibrionaceae; 


Laceyella putida 


92 Laceyella putida Bacteria; 


Clostridium 

8 Clostridium 

ostridium. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
m. 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Clostridium 
idium lentocellum 
m. 
Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 
Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Hymenobacter 
Hymenobacter 
xibacteraceae; 


Holdemania filiformis 


Holdemania filiformis Bacteria; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Lactobacillus lindneri 
lindneri Bacteria; 


Clostridium 
idium propionicum 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Streptomyces 
Streptomyces 
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507942 Bacteria_16S 476374 476280 5 96 gi|265678734|ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

507942 Bacteria_16S 554332 554254 5 81 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 599468 599390 5 81 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
507942 Bacteria_16S 600998 600920 5 81 gi| 265678652 |ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 657321 657243 5 81 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 684485 684427 14 71 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 701242 701148 5 96 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 702729 702635 5 96 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 787155 787077 5 81 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 797863 797769 5 96 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 849699 849625 1 73 gi|265678480|ref|NR_028783.1| Klebsiella 
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507942 Bacteria_16S 1309750 1309664 13 96 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

507942 Bacteria_16S 1311223 1311137 13 96 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

507942 Bacteria_16S 1340339 1340253 14 97 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

507942 Bacteria_16S 1406731 1406645 13 96 gi|219857143|ref|NR_024771.1| Acetobacter 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 1405568 1406981 Acetobacter 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

507942 Bacteria_16S 1417301 1417223 5 81 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
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507942 Bacteria_16S 1428083 1428005 5 81 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 1435813 1435719 5 96 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 1475120 1475042 5 81 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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507942 Bacteria_16S 1594688 15946105 81 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 1596235 1596157 5 81 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 1640187 1640109 5 81 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
507942 Bacteria_16S 1653945 1653875 14 82 gi|219878439|ref|NR_025578.1| Thermomonas brevis 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

507942 Bacteria_16S 1655492 1655422 14 82 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

507942 Bacteria_16S 1661664 1661567 3 96 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

507942 Bacteria_16S 1744045 1743967 5 81 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

507942 Bacteria_16S 1748591 1748533 14 71 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

507942 Bacteria_16S 1772710 1772632 5 81 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
507942 Bacteria_16S 1774208 17741305 81 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 1775706 1775628 5 81 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 1801455 18013615 96 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 1850516 1850446 14 82 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

507942 Bacteria_16S 1973296 1973238 14 71 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 2048425 20483315 96 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 2056127 2056049 5 81 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 2071393 2071299 3 96 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

507942 Bacteria_16S 2077463 2077381 1 81 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

507942 Bacteria_16S 2082133 2082051 1 81 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

507942 Bacteria_16S 2089722 2089640 14 93 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

507942 Bacteria_16S 2094276 2094206 14 82 gi|219878126|ref|NR_025265.1| Thermomonas 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 


Thermomonas. 


2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


507942 Bacteria_16S 2111040 2110962 5 81 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
507942 Bacteria_16S 2168505 2168427 5 81 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
507942 Bacteria_16S 2226003 2225909 5 96 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 2227564 22274705 96 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 2248846 2248768 5 81 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 2258034 2257956 5 81 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 2261157 2261079 5 81 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 2264286 2264200 13 96 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
507942 Bacteria_16S 2278123 2278037 13 96 gi|219857548|ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
507942 Bacteria_16S 2317382 2317288 5 96 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 2342970 2342892 5 81 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
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507942 Bacteria_16S 3288383 3288297 14 97 gi|219846729|ref|NR_026321.1 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermo 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 

507942 Bacteria_16S 3448660 3448582 5 81 gi|219846611|ref|NR_026203.1 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 344895 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 3450227 3450149 5 81 gi|219846610|ref|NR_026202.1 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptomyces. 

507942 Bacteria_16S 3485206 3485128 5 81 gi|219846586|ref|NR_026178.1 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 34854 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
507942 Bacteria_16S 3491402 34913245 81 gi| 219846582 |ref|NR_026174.1 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 349169 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 3526115 3526045 13 81 gi|219846559|ref|NR_026151.1 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 35264 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 3527676 3527606 13 81 gi| 219846558 |ref|NR_026150.1 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 352796 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
507942 Bacteria_16S 3605714 3605616 1 96 gi| 219846503 |ref|NR_026095.1 
sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 3604483 360597 
sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Fl 
Capnocytophaga. 

507942 Bacteria_16S 3638758 3638680 5 81 gi|219846480|ref|NR_026072.1 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 363905 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 3640310 3640232 5 81 gi|219846479|ref|NR_026071.1 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 363910 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 3701077 3701007 4 73 gi|219846436|ref|NR_026027.1 
strain D6-1 16S ribosomal RNA, partial sequence 3699882 37013 

Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

507942 Bacteria_16S 3757667 3757605 12 73 gi|219846394|ref|NR_025985.1 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacte 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

507942 Bacteria_16S 3824309 3824251 13 70 gi| 219846347 |ref|NR_025938.1 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 382454 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; P 
Haemophilus. 

507942 Bacteria_16S 3849913 3849827 14 97 gi|219846329|ref|NR_025919.1 
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507942 Bacteria_16S 3905088 3904994 5 96 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 3920020 3919942 5 81 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
507942 Bacteria_16S 3921601 3921523 5 81 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

507942 Bacteria_16S 3923182 39231045 81 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 3927928 3927846 1 81 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

507942 Bacteria_16S 3955997 3955907 13 100 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 


strain MB-G2 16S 


ribosomal RNA, partial sequence 


3954838 3956224 Rhodovulum strictum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


507942 Bacteria_16S 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospiri 
507942 Bacteria_16S 
strain 25-4 16S ribosomal RNA, partial sequence 


Bacteria; 


3969521 3969435 14 97 gi 


4000291 4000221 14 82 gi 


219846246 
3968366 3969766 Phaeos 
Rhodospirillaceae; Phaeospirillum. 
219846225 
3999120 40005 


ref 


llales; 
ref 


NR_025836.1 


NR_025815.1 


Phaeospirillum fulvum 
pirillum fulvum 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

507942 Bacteria_16S 4083582 4083488 5 96 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 4106011 4105925 13 96 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

507942 Bacteria_16S 4127287 4127209 5 81 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
507942 Bacteria_16S 4158169 4158099 4 73 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

507942 Bacteria_16S 4171955 41718615 96 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 


strain 1843-02 16S ribosomal RNA, partial sequence 
Lactobacillales; 
507942 Bacteria_16S 


Firmicutes; 


thalassicus Bacteria; 
507942 Bacteria_16S 

ehimensis strain 
ehimensis Bacteria; 
507942 Bacteria_16S 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequ 


4184181 4184111 13 81 gi| 219846088 |ref 

thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4 
Firmicutes; Clostridia; Clostridiales; Peptostr 

4199281 4199187 5 96 gi|219846076|ref 

KCTC 3748 16S ribosomal RNA, partial sequence 4 

Firmicutes; Bacillales; Paenibacillaceae; Paeniba 

4205301 4205223 5 81 gi|219846072|ref 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Streptomycetaceae; Streptomyces. 
507942 Bacteria_16S 4217517 4217439 5 81 gi| 219846063 |ref 


umidischolae strain 66/93 16S ribosomal RNA, partial sequ 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsaceae; 
507942 Bacteria_16S 
lactatifermentans 
lactatifermentans 
507942 Bacteria_16S 
cyanea strain NA1 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharomonospora. 
507942 Bacteria_16S 
tularensis 
tularensis 


subsp. 
subsp. 
Francisella. 


Enterococcaceae; Vagococcus. 


Nocardiopsis. 
4220568 4220498 13 81 gi 
strain G17 16S ribosomal RNA, partial 


14687 14618 14 
strain B-38 16S ribosomal 
Bacteria; Proteobacteria; 


81 gi 
RNA, partial 


4170715 41722 


ence 


ence 
Actinomyceta 


219846061 
sequence 


265679054 


Gammaproteobacteria; 


ref 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae 
1207 1130 6 81 gi|265679063|ref|NR_029371.1 
34 16S ribosomal RNA, partial sequence L 1489 Saccha 


Pseudono 


ref 
sequence 
Thio 


183005 418440 


198059 419951 


4204078 420556 
Streptomycineae; 


4216320 421777 


4219342 422083 


13461 


NR_025678.1 


eptococcacea 
NR_025666.1 


cillus. 
NR_025662.1 


es; 
NR_025653.1 
les; 


Strepto 


NR_025651.1 


cardineae; P 


NR_029362.1 
14981 
trichales; F 


27 Vagococcus carniphilus Bacteria; 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Paenibacillus 
0 Paenibacillus 


Streptomyces 
5 Streptomyces 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Clostridium 
8 Clostridium 
; Clostridium. 
Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Lactobacillus 
Lactobacillus 

us. 

Facklamia sourekii 


Facklamia sourekii Bacteria; 


Staphylococcus 
lococcus condimenti 


Thiocystis gelatinosa 
stis gelatinosa 

ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


Pseudonocardia 
Pseudonocardia 


donocardineae; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


uS. 


Syntrophus buswellii 


507942 Bacteria_16S 30013 29928 14 96 gi|265679044|ref|NR_029352.1 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 
507942 Bacteria_16S 31587 31502 14 96 gi| 265679043 |ref|NR_029351.1 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

507942 Bacteria_16S 40423 40338 14 96 gi| 265679037 |ref|NR_029345.1 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

507942 Bacteria_16S 57289 57196 6 96 gi|265679026|ref|NR_029334.1 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocy 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioc 
507942 Bacteria_16S 58789 58696 6 96 gi|265679025|ref|NR_029333.1 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocy 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
507942 Bacteria_16S 73952 73875 6 81 gi| 265679015 |ref|NR_029323.1 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardiaceae; Pseudonocardia. 

507942 Bacteria_16S 113294 113209 1 84 gi| 265678987 |ref|NR_029295.1 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 11359 

Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntroph 
507942 Bacteria_16S 114893 114808 1 84 gi| 265678986 |ref|NR_029294.1 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntroph 


uS. 


507942 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


507942 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


507942 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


507942 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


507942 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


507942 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


507942 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain A10 16S ri 
Actinobacteria; A 
Actinomadura. 


507942 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


507942 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


507942 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


507942 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


507942 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


507942 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


507942 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


507942 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


507942 Bacteria_16S 


strain J72 16S ri 
Actinobacteria; A 


507942 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


507942 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


224902 224833 14 81 gi 


16S ribosomal RNA, partial sequence 223682 22507 
Peptococcu 


ridia; Clostridiales; Peptococcaceae; 
274979 274906 1 73 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
299212 299139 1 73 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
345144 345059 14 96 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
411772 411687 14 96 gi 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
450376 450299 6 81 gi 
ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Saccharothrix. 
453467 453382 14 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
455066 454981 14 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 

470105 470028 6 81 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


96 gi 


96 gi 


gi 
Stre 


474828 474743 14 96 gi 
rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; E 
502541 502456 14 96 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
514616 514531 14 96 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
520759 520686 1 73 gi 
R-9192 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
522286 522213 1 73 gi 
n R-9106 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
532904 532819 14 96 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
586083 585998 14 96 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
598077 597984 6 96 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
607157 607072 14 96 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
661885 661800 14 96 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
733108 733015 6 96 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; 
790193 790116 6 81 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
831581 831496 14 96 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
898106 898021 14 96 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 


gi 


gi 


Thioc 
gi 


Enterococ 


507942 Bacteria_16S 


273748 27524 


343905 34542 


452220 45376 


453819 45536 


468944 47039 


501307 50281 


513446 51481 


531745 53318 


596871 59824 


731878 733268 Thioc 


789013 79048 


896853 89837 


265678913 


265678877 


265678861 
equence 


265678828 


illus. 
265678780 
uence 
bacillacea 
265678755 
al sequenc 


265678752 


265678751 


265678738 
ptosporang 


265678735 
sequence 
nterococca 
265678717 


265678709 


illus. 

265678705 
ence 51954 
s; Flavoba 
265678704 
quence 

vobacteria 
265678697 


265678662 
58488 


265678654 


matiaceae; 
265678647 
nce 60592 
cillus. 

265678608 
tial seque 
icoccus. 

265678560 


apsa. 
265678519 


nebacterin 
265678492 
quence 
nterococca 
265678446 


cus. 


915104 915027 6 81 gi 


roplasmata 


e; Actinomycet 


ref |NR_029221.1 
Ss. 


ref|NR_029183.1 


ref |NR_029167.1 

298000 299445 
les; 
ref |NR_029133.1 
3 Lactobacillus 


ref|NR_029085.1 

410506 412073 
e; Lactobacillus 
ref|NR_029060.1 
e 449186 450615 
ales; Pseudo 


ref |NR_029057.1 


ref|NR_029056.1 


ref |NR_029043.1 
5 Actinomadura 
ineae; Thermomon 
ref|NR_029040.1 

473588 475066 
ceae; Enterococc 
ref |NR_029022.1 


ref |NR_028967.1 
8 586308 Bacill 
ref |NR_028959.1 
Thiobaca. 


ref |NR_028952.1 
0 607435 Oceano 


ref 
nce 


NR_028913.1 
660668 


ref 
apsa 


NR_028864.1 
rosea Bacte 
ref|NR_028823.1 
eae; Gordoniacea 
ref|NR_028795.1 

830324 831835 
ceae; Enterococc 
ref|NR_028748.1 
6 Enterococcus 


265678435 


Peptococcus niger 


4 Peptococcus niger Bacteria; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Anaeroplasma 
Anaeroplasma 


Anaeroplasmataceae; Anaeroplasma. 


Lactobacillus pentosus 
pentosus Bacteria; 


Lactobacillus 
Lactobacillus 
Saccharothrix 
Saccharothrix 
nocardineae; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Enterococcus 
Enterococcus 

us. 

Bacillus indicus 


1 Bacillus indicus Bacteria; 


ref|NR_029014.1| Lactobacillus rossiae 
3 Lactobacillus rossiae Bacteria; 
ref|NR_029010.1| Flavobacterium 
7 521026 Flavobacterium micromati 
cteriaceae; Flavobacterium. 
ref|NR_029009.1| Flavobacterium 

521077 522551 Flavobacterium 
les; Flavobacteriaceae; Flavobacterium. 
ref|NR_029002.1| Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Oceanobacillus 
bacillus picturae 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Enterococcus 
Enterococcus 

us. 

Enterococcus avium 


avium Bacteria; 


ref |NR_028737.1 


pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 


507942 Bacteria_16S 963128 963043 14 96 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

507942 Bacteria_16S 984438 984377 11 71 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

507942 Bacteria_16S 1056284 1056199 14 96 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

507942 Bacteria_16S 1108955 1108886 14 81 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

507942 Bacteria_16S 1155833 1155748 14 96 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

507942 Bacteria_16S 1196795 1196726 14 81 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

507942 Bacteria_16S 1252510 1252449 11 71 gi|219857241|ref|NR_024869.1| Treponema socranskii 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
socranskii subsp. paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

507942 Bacteria_16S 1254037 1253976 11 vei gi|219857240|ref|NR_024868.1| Treponema socranskii 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

507942 Bacteria_16S 1279524 1279451 1 73 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

507942 Bacteria_16S 1290170 1290097 11 82 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
507942 Bacteria_16S 1297616 1297531 14 96 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 1315889 1315804 14 96 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 1322086 1322001 14 96 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

507942 Bacteria_16S 1351194 1351117 6 81 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
507942 Bacteria_16S 1420342 1420257 14 96 gi|224581445|ref|NR_027227.1| Bacillus infernus 


strain TH-23 16S 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


507942 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


507942 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


507942 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


507942 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


507942 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


507942 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1431189 1431128 13 73 gi 
ammaproteobacteria; Pasteurellales; Pa 
1479798 1479713 14 96 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1509924 1509839 14 96 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 


1419106 14206 


16S ribosomal RNA, partial sequence 1429972 14314 


1511503 1511418 14 96 gi| 219846273 
GIFU 12707 16S ribosomal RNA, complete sequence 
ia; Firmicutes; Lactobacillales; Aerococcaceae; 
1537077 1537000 6 81 gi| 219857378 
NRRL B-16134 16S ribosomal RNA, partial sequenc 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
ae; Saccharothrix. 
1538640 1538563 6 81 gi| 219857377 
n NRRL 15764 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
ae; Saccharothrix. 
1541750 1541673 6 81 gi| 219857375 


224581435 


steurellac 
219878381 
ete sequen 
ococcus. 

219846290 
A, partial 
acillales; 


13 Bacillus infernus Bacteria; 


ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_025520.1| Staphylococcus sciuri 
ce 1478573 1480100 Staphylococcus sciuri 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


ref 
seq 


NR_025880.1 
uence 150868 
Lactobacillacea 
ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref |NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


Saccharothrix 
5 Saccharothrix 
ardineae; 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


Saccharothrix 
5 Saccharothrix 
cardineae; 


ref|NR_024963.1 


Actinokineospora 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Actinokineospora. 


507942 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
507942 Bacteria_16S 
LMG 22167 16S rib 
Bacillales; Bacil 
507942 Bacteria_16S 
strain LMG 21727 
Firmicutes; Lacto 
507942 Bacteria_16S 
strain CM243 16S 


507942 Bacteria_16S 
frigoris strain R 
Bacteria; Bactero 
507942 Bacteria_16S 
strain LMG 21880 
Firmicutes; Bacil 
507942 Bacteria_16S 
R-16300 16S ribos 
Bacillales; Bacil 
507942 Bacteria_16S 
R-15447 16S ribos 
Bacillales; Bacil 
507942 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
507942 Bacteria_16S 
strain LMG 18422 

Firmicutes; Bacil 
507942 Bacteria_16S 
carmonensis strai 
carmonensis Bacteria; 
507942 Bacteria_16S 

decolorationis st 
decolorationis Ba 
507942 Bacteria_16S 
necropolis strain 
necropolis Bacteria; 
507942 Bacteria_16S 
strain DSM 5661 1 
Firmicutes; Lacto 
507942 Bacteria_16S 
paraplantarum str 
paraplantarum Bac 
507942 Bacteria_16S 
strain DSM 497 16 
Firmicutes; Bacil 
507942 Bacteria_16S 
strain M577-94 16 
Firmicutes; Lacto 
507942 Bacteria_16S 
sulfidifaciens st 
sulfidifaciens Ba 
507942 Bacteria_16S 
strain DSM 9172 1 
Firmicutes; Lacto 
507942 Bacteria_16S 
strain LUH4616 16 
Proteobacteria; G 
507942 Bacteria_16S 
halophila strain 

halophila Bacteri 
Pseudonocardiaceae; 
507942 Bacteria_16S 
schindleri strain 
schindleri Bacter 
507942 Bacteria_16S 


bacillales; 


lales; 


lales; 


cteria; 


bacillales; 


teria; 


lales; 


bacillales; 


cteria; 


bacillales; 


1543310 1543233 6 


Actinokineospora. 
1586955 1586870 14 
Bacillus. 
1588514 1588429 14 
1615982 1615909 13 


1628112 1628039 1 


Flavobacteria; 
1631109 1631024 14 


Bacillaceae; 
1637235 1637150 14 


omal RNA, partial sequence 
laceae; 


Bacillus. 
1638726 1638641 14 


omal RNA, partial sequence 
laceae; 


Bacillus. 
1652411 1652326 14 


Firmicutes; 
1753125 1753040 14 


Bacillaceae; 
1790808 1790723 14 


Firmicutes; 
1803012 1802927 14 


Firmicutes; 
1804579 1804494 14 


Firmicutes; 
1839750 1839665 14 


1841313 1841228 14 


Firmicutes; 
1842854 1842769 14 


Bacillaceae; 
1844417 1844332 14 
1854937 1854852 14 
Firmicutes; 
1857890 1857805 14 


1873237 1873168 3 


1887136 1887059 6 


1888684 1888615 3 


1903851 1903766 14 


81 


NRRL B-24047 16S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; 


96 


osomal RNA, partial sequence 
laceae; 


96 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococcaceae; 


E 
84 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


73 


-9014 16S ribosomal RNA, partial seque 
idetes; 


Flavoba 
96 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


96 
16 


96 
16 


96 


s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; 


Bacill 
96 


16S ribosomal RNA, partial sequence 1751903 17534 
Bacillus. 


96 


n LMG 20964 16S ribosomal RNA, partial 
Bacillales; 


B 
96 


rain LMG 19507 16S ribosomal RNA, part 
Bacillales; 


96 


LMG 19488 16S ribosomal RNA, 
Bacillales; 


Ba 
96 


6S ribosomal RNA, partial sequence 1838512 18400 
Lactobacillaceae; 


96 


ain DSM 10667 16S ribosomal RNA, parti 
Lactobacillales; 


96 


S ribosomal RNA, partial sequence 
Bacillus. 


96 


S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


96 


rain CCUG 44365 16S ribosomal RNA, par 
Lactobacillales; Aer 


96 


6S ribosomal RNA, partial sequence 1856650 18581 
Carnobacteriaceae; 


Kal 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 


81 


DSM 44411 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Saccharomonospora. 


71 


LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 


96 


CIP 106764 16S ribosomal RNA, partial sequence 


Firmicutes; 


Lactobacillales; Aerococcaceae; 


Fac 


gi|219857374|ref|NR_024962.1| Actinokineospora 
al sequence 1542095 1543606 Actinokineospora 
Actinomycetales; Pseudonocardineae; 
gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
92 Enterococcus italicus Bacteria; 
nterococcus. 
gi|219878466|ref|NR_025605.1| Woodsholea maritima 
1614821 1616241 Woodsholea maritima Bacteria; 


aulobacter 
219878458 
nce 16269 
s; Flavoba 
219878456 


gi 


cteriale 
gi 


gi|219878452 
36012 1637452 Bacil 


gi|219878451 
37503 1638932 Bacil 


219878441 
partial se 
cillaceae; 
219878372 


gi 


Ba 
gi 


ales; 


219878342 
sequence 
ae; Virgib 
219878334 
ial sequen 
aceae; Bac 
219878333 
sequence 
e; Virgiba 
219878309 


gi 


acillace 
gi 


Bacill 
gi 

complete 

cillacea 


gi 


illus. 

219878308 
al sequenc 
Lactobacilla 
gi| 219878307 
1841624 18431 


Lactobac 
gi 


gi| 219878306 
1843183 18446 
Isobaculum. 

gi| 219878298 
tial seque 
ococcace 
gi| 219878296 
Trichococcus. 
gi| 219878286 
1872026 18734 
axellace 
219878274 
equence 
inomycet 


gi 


219878273 
quence 
a; 


gi 


Pseudomonad 


aceae; Woodshole 
ref|NR_025597.1| Flavobacterium 

01 1628368 Flavobacterium frigoris 
cteriaceae; Flavobacterium. 
ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


a. 


Bacillus soli strain 
a; Firmicutes; 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref|NR_025590.1| Bacillus vireti strain 
lus vireti Bacteria; Firmicutes; 
ref|NR_025580.1| Bacillus 

quence 1651192 1652677 Bacillus 
Bacillus. 

ref|NR_025511.1| Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


ref |NR_025481.1| Virgibacillus 
1789570 1791087 Virgibacillus 

acillus. 

ref|NR_025473.1| Bacillus 

ce 1801788 1803290 Bacillus 

illus. 

ref|NR_025472.1| Virgibacillus 
1803341 1804862 Virgibacillus 

cillus. 

ref|NR_025448.1| Lactobacillus hamsteri 

21 Lactobacillus hamsteri Bacteria; 

ref|NR_025447.1| Lactobacillus 

e 1840072 1841573 Lactobacillus 

ceae; Lactobacillus. 

ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


ref|NR_025445.1| Isobaculum melis 

97 Isobaculum melis Bacteria; 
ref|NR_025437.1| Globicatella 

nce 1853726 1855215 Globicatella 
ae; Globicatella. 

ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref |NR_025413.1 

1885917 188742 
ales; Pseudonoca 


Acinetobacter parvus 
parvus Bacteria; 

a 

Saccharomonospora 

1 Saccharomonospora 
rdineae; 


v 


Acinetobacter 
7 Acinetobacter 
ales; Moraxellaceae; Acinetobacter. 


ref |NR_025412.1 
1887472 188893 


gi|219878261 
1902626 19040 
klamia. 


ref|NR_025400.1| Facklamia miroungae 
30 Facklamia miroungae Bacteria; 


507942 Bacteria_16S 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial 


sanguinicola Bacteria; 
507942 Bacteria_16S 


strain LUH 3792Type 16S ribosomal RNA, partial sequence 


Bacteria; 
507942 Bacteria_16S 
strain LMG 18435 
Firmicutes; 
507942 Bacteria_16S 
strain LMG 17489 
Firmicutes; 
507942 Bacteria_16S 


strain 95Al 16S ribosomal RNA, 


Proteobacteria; 
507942 Bacteria_16S 


strain DSM 169 16S ribosomal RNA, partial sequence 


Proteobacteria; 
507942 Bacteria_16S 
strain LMG 12370 
Firmicutes; 
507942 Bacteria_16S 


illinoisensis strain MVAB Hexl 
illinoisensis Bacteria; 


Alkanindiges. 
507942 Bacteria_16S 

omnivorum strain AS l. 
omnivorum Bacteria; 
507942 Bacteria_16S 
xinjiangense strain AS 
xinjiangense Bacteria; 
507942 Bacteria_16S 

strain Z-7792 16S 
Firmicutes; 
507942 Bacteria_16S 
strain 462/2 16S 


507942 Bacteria_16S 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
Thermodesulfobacteriales; 


15286 Bacteria; Thermo 
Thermodesulfatator. 
507942 Bacteria_16S 


strain NRRL B-23154 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales 
507942 Bacteria_16S 


alkaliphilus strain T8 16S ribosomal RNA, partial sequence 
Salinicoccus. 


Bacteria; Firmicutes; 
507942 Bacteria_16S 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 


Bacillales; 


Bacillales; 


Bacteroidetes; 


1909532 1909447 14 
Firmicutes; 
1914057 1913988 3 
1941524 1941439 14 


Bacillaceae; 
1946233 1946148 14 


Bacillaceae; 
1962892 1962831 13 


complete 


2029984 2029891 6 


2039029 2038944 14 


2107952 2107883 3 
Proteobacteria; 


2180630 2180557 1 


96 


at 


96 


96 


73 


sequence 


96 


96 


71 


16S ribosomal RNA, 
Gammaproteobacteria; 


73 


gi|219878257 


gi|219878253 


gi|219878234 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


gi|219878231 


16S ribosomal RNA, partial sequence 1945009 19464 
Bacillus. 


gi|219878220 


1961654 19631 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


gi|219878176 


2028754 20301 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


gi|219878169 


16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus 
Bacillales; Bacillaceae; Virgibacillus. 


gi| 219878115 


complete sequence 2106707 210823 
Pseudomonadales; 


gi|219857613 


2747 16S ribosomal RNA, partial sequence 


2182146 2182073 1 


Bacteroidetes; 
2192829 2192744 14 


2207918 2207833 13 


2224461 2224376 14 
desulfobacteria; 
2285751 2285666 14 


; Bacillaceae; 
2314327 2314242 14 


Bacillales; 
2334004 2333927 6 


Flavobacteria; 


73 


1.2749 16S ribosomal RNA, partial 
Flavobacteria; 


96 


ribosomal RNA, partial sequence 
Bacillales; Bacillaceae; Amphibacillus. 


96 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


96 


96 


96 


81 


Flavobacteriales; 


gi|219857612 


gi|219857604 


19128 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


sequence 
Flavobacteriales; 


ref|NR_025396.1 
Aerococcus. 
ref |NR_025392.1 


ref |NR_025373.1 


ref |NR_025370.1 


ref |NR_025359.1 


ref|NR_025315.1 
Chromatium. 
ref |NR_025308.1 


ref |NR_025254.1 


ref|NR_025202.1 
179421 218088 
Flavobacteria 
ref|NR_025201.1 
180937 218240 
Flavobacte 


NR_025192.1 


ND 


ND 


ref 


Aerococcus 


sequence 1908318 1909816 Aerococcus 
Lactobacillales; Aerococcaceae; 


Acinetobacter ursingii 


72 1914310 Acinetobacter ursingii 
Acinetobacter. 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
Pasteurella. 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Alkanindiges 
9 Alkanindiges 


Moraxellaceae; 


Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Amphibacillus tropicus 


2191612 2193037 Amphibacillus 


219857594|ref 


gi 


NR_025182.1 


tropicus Bacteria; 


Mycoplasma dispar 


2206719 2208193 Mycoplasma dispar Bacteria; 


219857583 |ref 


gi 
Ther 


219857542 |ref 


gi 


219857520|ref 


gi 


219857507 |ref 


gi 


sequence 2332775 233429 


NR_025171.1 


NR_025130.1 


NR_025108.1 


NR_025095.1 


Thermodesulfatator 


modesulfobacteriaceae; 


Bacillus sonorensis 


2284530 2285939 Bacillus sonorensis Bacteria; 


Salinicoccus 


2313125 2314583 Salinicoccus alkaliphilus 


Nocardiopsis 


9 Nocardiopsis 


xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Nocardiopsaceae; 


Nocardiopsis. 


e; 


Actinomycetales; 


Streptosporangineae; 


507942 Bacteria_16S 


2365823 2365750 1 


73 


strain E42 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


507942 Bacteria_16S 


2367333 2367260 1 


73 


gi|219857483 
2364627 23660 


gi|219857482 


equigenitalium strain T37 16S ribosomal RNA, partial sequence 


equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


507942 Bacteria_16S 


2380891 2380818 1 


73 


strain G122 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


507942 Bacteria_16S 
strain YKJ-10 16S 
Firmicutes; Bacillales 
507942 Bacteria_16S 
aquimarina strain 
Bacteria; Firmicutes; 
507942 Bacteria_16S 


2382420 2382335 14 


; Bacillaceae; 
2399093 2399008 14 


Bacillales; 
2411356 2411263 6 


96 


ribosomal RNA, partial sequence 
Bacillus. 


96 


SW28 16S ribosomal RNA, partial sequence 
Planococcaceae; 


96 


gi| 219857473 
2379691 23811 


gi| 219857472 
2381197 23827 


219857461 
23978 


gi 


Sporosarcina. 


gi] 219857453 


strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 24116 


Proteobacteria; 
507942 Bacteria_16S 


2416041 2415980 13 


73 


Betaproteobacteria; Burkholderiales; Tepidimonas. 


gi| 219857450 


inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


ref|NR_025071.1 


ref|NR_025070.1 
2366137 236759 


ref |NR_025061.1 


ref|NR_025060.1 


ref|NR_025049.1 
69 2399376 Sporos 


ref |NR_025041.1 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Sporosarcina 
arcina aquimarina 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


ref |NR_025038.1 
2414827 241631 


Desulfovibrio 
0 Desulfovibrio 


507942 Bacteria_16S 2478021 2477948 1 


73 


strain 3T 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


507942 Bacteria_16S 2487054 2486981 1 


strain PG13 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


73 


gi| 219857398 
2476824 24782 


gi| 219857392 
2485849 24873 


ref|NR_024986.1 


ref|NR_024980.1 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


507942 Bacteria_16S 2527889 2527800 12 98 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

507942 Bacteria_16S 2551614 2551529 14 96 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 2590032 2589947 14 96 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

507942 Bacteria_16S 2593185 2593100 14 96 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

507942 Bacteria_16S 2617865 2617780 14 96 gi|219857254|ref|NR_024885.1| Paralactobacillus 
selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

507942 Bacteria_16S 2628569 2628484 14 96 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

507942 Bacteria_16S 2670824 2670755 14 81 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

507942 Bacteria_16S 2693353 2693284 14 81 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

507942 Bacteria_16S 2712827 2712731 3 96 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 2714269 2714184 1 84 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

507942 Bacteria_16S 2742956 2742883 1 73 gi|219857159|ref|NR_024787.1| Flavobacterium 
limicola strain ST-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

507942 Bacteria_16S 2756237 2756144 6 96 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
507942 Bacteria_16S 2760752 2760675 6 81 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

507942 Bacteria_16S 2769745 2769660 14 96 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 2780431 2780346 14 96 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

507942 Bacteria_16S 2783364 2783279 14 96 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

507942 Bacteria_16S 2871714 2871629 14 96 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 2873293 2873208 14 96 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 2874881 2874796 14 96 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

507942 Bacteria_16S 2876456 2876371 14 96 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 


strain IFO15718 1 
Firmicutes; Bacillales; Bacillaceae; 
507942 Bacteria_16S 2879604 2879519 14 


6S ribosomal RNA, partial sequence 2875223 28767 
Bacillus. 


96 


gi|219856872 


48 Bacillus mojavensis Bacteria; 


ref|NR_024691.1 


Bacillus flexus strain 


IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 


gi 


219856895 
28425 
219856894 
28456 
219856893 
28456 
219856892 
28471 
219856891 
28487 
219856890 


sequence 


gi 


219856889 


sequence 


gi 


219856888 


sequence 


gi 


219856887 
28549 
219856886 
28565 
219856885 
28581 
219856884 


sequence 


gi 


219856883 


sequence 


gi 


gi 


219856882 
28627 
219856881 


sequence 


gi 


219856880 


sequence 


gi 


219856879 


sequence 


gi 


219856878 


sequence 


gi 
gi 


gi 


219856877 
28704 
219856876 
28720 
219856875 


sequence 


gi 


gi 


gi 


219856874 
28752 
219856873 
28767 
219856872 
28798 
219856871 
28799 
219856870 
28814 
219856869 
28830 
219856866 
28858 
219856865 


sequence 


gi 
gi 


gi 


219856864 
28874 
219856863 
28889 
219856862 


sequence 


gi 


gi 


219856861 
28935 
219856860 
28949 
219856859 
28950 
219856858 
28965 


ref|NR_024714.1 
51 2844065 
ref|NR_024713.1 
15 
ref|NR_024712.1 
66 2847142 
ref|NR_024711.1 
93 2848714 
ref|NR_024710.1 
65 2850266 
ref|NR_024709.1 

2850317 285183 
NR_024708.1 
2851886 285338 
NR_024707.1 

2853433 285493 
ref|NR_024706.1 
85 2856506 
ref|NR_024705.1 
57 2858059 
ref|NR_024704.1 
10 2859620 
ref|NR_024703.1 
2859671 286112 
ref|NR_024702.1 

2861171 286267 
ref|NR_024701.1 
29 2864225 
ref|NR_024700.1 

2864276 286573 
ref|NR_024699.1 

2865789 286730 
NR_024698.1 
2867356 286884 
NR_024697.1 
2868896 287042 
ref|NR_024696.1 
77 2872006 
ref|NR_024695.1 
57 2873582 
ref|NR_024694.1 

2873633 287517 
ref|NR_024693.1 
23 2876748 
ref|NR_024692.1 
99 2878315 
ref|NR_024691.1 
94 
ref|NR_024690.1 
45 2881448 
ref|NR_024689.1 
99 2883013 
ref |NR_024688.1 
64 2884525 
ref|NR_024685.1 


NR_024684.1 
2885932 288740 
NR_024683.1 
59 2888929 
ref|/NR_024682.1 
80 2890451 
ref|NR_024681.1 
2890502 289195 
ref|NR_024680.1 
02 
ref 
97 
ref|NR_024678.1 
48 2896491 


NR_024679.1 


ref|NR_024677.1 
42 2897985 


5 


2 


4 


0 


8 


8 


5 


5 


6 


2 


8 


8 


Kitasatospora cineracea strain SK-3255 16S ribosomal RNA, complete sequence 


Borrelia sinica strain CMN3 16S ribosomal RNA, partial sequence 2844116 
Mogibacterium vescum strain ATCC 700697 16S ribosomal RNA, partial sequence 
Delftia acidovorans strain IAM 12409 16S ribosomal RNA, partial sequence 
Pelomonas saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 
Pseudomonas hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 
Pseudomonas geniculata strain ATCC 19374 16S ribosomal RNA, partial 
Pseudomonas savastanoi strain ATCC 13522 16S ribosomal RNA, partial 
Pseudomonas flectens strain ATCC 12775 16S ribosomal RNA, partial sequence 
Pseudomonas cissicola strain ATCC 33616 16S ribosomal RNA, partial sequence 
Pseudomonas lundensis strain ATCC 49968 16S ribosomal RNA, partial sequence 
Pseudomonas carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial 


Curvibacter lanceolatus strain ATCC 14669 16S ribosomal RNA, partial 


Pseudomonas halophila strain DSM 3050 16S ribosomal RNA, partial sequence 
Sphingomonas echinoides strain ATCC 14820 16S ribosomal RNA, partial 
Marinobacterium stanieri strain ATCC 27130 16S ribosomal RNA, partial 
Herbaspirillum huttiense strain ATCC 14670 16S ribosomal RNA, partial 
Bacillus weihenstephanensis strain DSM11821 16S ribosomal RNA, partial 
Bacillus vallismortis strain DSM11031 16S ribosomal RNA, partial sequence 
Bacillus niacini strain IFO15566 16S ribosomal RNA, partial sequence 
Pullulanibacillus naganoensis strain ATCC53909 16S ribosomal RNA, partial 
Bacillus mojavensis strain IFO15718 16S ribosomal RNA, partial sequence 
Salimicrobium halophilum strain DSM4771 16S ribosomal RNA, partial sequence 
Bacillus flexus strain IFO15715 16S ribosomal RNA, partial sequence 2878366 
Bacillus carboniphilus strain JCM9731 16S ribosomal RNA, partial sequence 
Bacillus atrophaeus strain JCM9070 16S ribosomal RNA, partial sequence 
Thermacetogenium phaeum strain PB 16S ribosomal RNA, partial sequence 
Sphingomonas oligophenolica 16S ribosomal RNA, partial sequence 2884576 
Eubacterium nitritogenes strain JCM 6485 16S ribosomal RNA, partial 
Eubacterium multiforme strain JCM 6484 16S ribosomal RNA, partial sequence 
Eubacterium budayi strain JCM 9989 16S ribosomal RNA, partial sequence 
Actinoplanes capillaceus strain K95-5561 16S ribosomal RNA, partial 
Vibrio rumoiensis strain S-1 16S ribosomal RNA, partial sequence 2892009 
Mycetocola lacteus strain CM-10 16S ribosomal RNA, partial sequence 2893553 


Mycetocola saprophilus strain CM-01 16S ribosomal RNA, partial sequence 


Mycetocola tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 


507942 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain SJS0289-JS 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S 


vitulinus strain 


vitulinus Bacteri 
507942 Bacteria_16S 


strain IFO 16068 


strain JaH 16S ri 
Firmicutes; Bacil 


507942 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


507942 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


507942 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


507942 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


507942 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


507942 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


507942 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


507942 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


507942 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


507942 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


507942 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


507942 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


507942 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


507942 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


507942 Bacteria_16S 
M 6976 16S ribosomal RNA, partial sequ 


radioresistens DS 
Bacteria; Proteob 


507942 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


2881170 2881085 14 96 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2882721 2882636 14 96 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2906881 2906804 6 81 gi 
1 16S ribosomal RNA, partial sequence 


gi 


gi 


2908439 2908354 14 96 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 
2955373 2955296 6 81 gi 


2984326 2984241 14 96 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

3023738 3023661 6 81 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3025260 3025175 14 96 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3042010 3041925 14 96 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3048124 3048039 14 96 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3058807 3058750 14 70 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


gi 


3070735 3070650 14 96 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 
3090360 3090275 14 96 gi 


ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3091795 3091710 14 96 gi 


S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3100826 3100741 14 

mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3151898 3151837 13 73 gi 
in KMS2 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


Ignavigranu 
96 gi 


3180804 3180719 14 96 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3303702 3303617 14 96 gi 
6S ribosomal RNA, 
lales; Salinicoccus. 

3367698 3367621 6 81 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 


3388953 3388860 6 96 


gi 


ammaproteobacteria; Chromatiales; Chro 
3438020 3437951 3 vl gi 


acteria; Gammaproteobacteria; Pseudomo 
3439530 3439461 3 71 gi 


507942 Bacteria_16S 


en 
na 


219856871 


2879945 28814 


219856870 


2881499 28830 


219856852 


ne 
219856851 
sequence 
cus. 
219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S 


ne 
219846934 


2983106 29845 


219846908 
1 
er 


219846907 
quence 

oc 
219846895 


3040796 30422 


219846890 
sequence 
ro 

219846883 
sequence 
ia; 


v 


219846875 

30695 
s. 
219846862 
ia 
rn 
219846861 


3090574 30919 


m. 
219846855 


3099595 3101003 Fackl 


219846821 
uence 
ria; Desul 
219846801 
31795 


219846719 


complete sequence 3302462 33040 


219846672 
sequence 
Actinomyc 


219846653 


16S ribosomal RNA, partial sequence 3387742 33891 
ma 


tiaceae; 
219846618 
ce 34368 
dales; M 
219846617 


somal RNA, partial sequence 3438312 3439771 Acine 
ammaproteobacteria; Pseudomonadales; Mor 


axellace 


3441039 3440970 3 71 


gi 


219846616 


29056 
bacterin 


bacterin 


sequence 
idae; Ac 


occaceae 


coccacea 


Aeromo 


1 sequen 
obacteri 


ref|NR_024690.1 


ref|NR_024689.1 


ref|NR_024671.1 
66 2907143 Willi 
eae; Williamsia 
ref |NR_024670.1 

2907194 290869 
ref |NR_024639.1 
Gordoniace 
NR_026526.1 


eae; 
ref 


ref|NR_026500.1 
3022528 302398 
tinomycetales; 


ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026487.1 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref|NR_026475.1 
3057592 305905 
nadales; Succini 


ref |NR_026467.1 
11 3070973 Vagoco 


ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026453.1 


ref 
amia 


NR_026447.1 
ignava Bact 
ref |NR_026413.1 
150676 315218 
fovibrionales; D 


Ww 


ref |NR_026393.1 
83 3181087 Fackla 


ref/NR_026311.1 


NR_026264.1 
3366504 336795 
etales; Streptos 
ref|NR_026245.1 
Rhabdochromatiu 
ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref |NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 


a 
Cc 


Cc 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Staphylococcus 

0 Staphylococcus 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
a 


e; Gordonia. 
Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Enterococcus 
9 Enterococcus 


Facklamia languida 


68 Facklamia languida Bacteria; 


Facklamia 
3 Facklamia 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Granulicatella 

3 Granulicatella 

tella. 

Ignavigranum ruoffiae 


90 Ignavigranum ruoffiae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Desulfovibrio 
4 Desulfovibrio 


esulfovibrionaceae; 


Facklamia hominis 
mia hominis Bacteria; 


Salinicoccus roseus 


04 Salinicoccus roseus Bacteria; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 

Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

xr 


ref|NR_026208.1 


Acinetobacter junii 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


507942 Bacteria_16S 3442549 3442480 3 71 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

Acinetobacter. 


507942 Bacteria_16S 3444058 3443989 3 71 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
507942 Bacteria_16S 3535241 3535156 14 96 gi|219846553|ref|NR_026145.1] Bacillus 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 3538364 3538279 14 96 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 


strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
507942 Bacteria_16S 3543062 3542977 14 96 gi|219846548|ref|NR_026140.1| Bacillus clausii 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
507942 Bacteria_16S 3544618 3544533 14 96 gi| 219846547 |ref|NR_026139.1| Bacillus pseudofirmus 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
507942 Bacteria_16S 3649439 3649354 14 96 gi|219846472|ref|NR_026064.1| Methylocaldum 
szegediense strain OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


507942 Bacteria_16S 3687565 3687492 1 73 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 
strain GIH 16S ribosomal RNA, partial sequence 3686364 3687830 Mycoplasma yeatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

507942 Bacteria_16S 3689082 3689009 1 73 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 
strain VIS 16S ribosomal RNA, partial sequence 3687881 3689347 Mycoplasma cottewii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

507942 Bacteria_16S 3692109 3692036 1 73 gi|219846443|ref|NR_026034.1| Mycoplasma adleri 
strain G145 16S ribosomal RNA, partial sequence 3690909 3692364 Mycoplasma adleri Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

507942 Bacteria_16S 3699602 3699542 14 73 gi|219846437|ref|NR_026028.1| Desulfomicrobium 


apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
507942 Bacteria_16S 3723712 3723627 14 96 gi|219846419|ref|NR_026010.1| Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
507942 Bacteria_16S 3735405 3735336 14 81 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 


507942 Bacteria_16S 3765263 3765186 6 81 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
507942 Bacteria_16S 3775662 3775589 1 73 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

507942 Bacteria_16S 3787784 37877111 73 gi|219846372|ref|NR_025963.1| Mycoplasma felifaucium 
strain PU 16S ribosomal RNA, partial sequence 3786577 3788011 Mycoplasma felifaucium Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

507942 Bacteria_16S 3799868 3799795 1 73 gi|219846363|ref|NR_025954.1| Mycoplasma agassizii 
strain PS6 16S ribosomal RNA, partial sequence 3798661 3800102 Mycoplasma agassizii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

507942 Bacteria_16S 3843925 3843852 1 73 gi|219846333|ref|NR_025923.1| Flavobacterium 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 3844177 Flavobacterium 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
507942 Bacteria_16S 3871163 3871098 1 65 gi|219846315|ref|NR_025905.1| Arcobacter 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 


507942 Bacteria_16S 3897560 3897475 14 96 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

507942 Bacteria_16S 3960517 3960432 14 96 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 3962038 3961945 6 96 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 


strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 
507942 Bacteria_16S 4006284 4006191 3 93 gi|219846221|ref|NR_025811.1| Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 


507942 Bacteria_16S 
R-7190 16S ribosomal RNA, partial sequence 
Bacillaceae; 
507942 Bacteria_16S 
strain R-6540 16S 
Bacillales; 
507942 Bacteria_16S 

strain YIM 90010 


Bacillales; 


Firmicutes; 


507942 Bacteria_16S 
hispanicus strain 


hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

507942 Bacteria_16S 78322 78262 14 73 gi|265679012|ref|NR_029320.1 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfospira. 

507942 Bacteria_16S 96500 96440 14 73 gi| 265678999 |ref|NR_029307.1 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; De 
Desulfovibrio. 

507942 Bacteria_16S 98060 97964 3 96 gi|265678998|ref|NR_029306.1 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
Desulfocapsa. 

507942 Bacteria_16S 181778 181718 14 73 gi| 265678942 |ref|NR_029250.1 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
507942 Bacteria_16S 209561 209501 14 73 gi| 265678923 |ref|NR_029231.1 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
507942 Bacteria_16S 314512 314452 14 73 gi| 265678851 |ref|NR_029157.1 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
507942 Bacteria_16S 374826 374746 3 81 gi| 265678805 |ref|NR_029110.1 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
507942 Bacteria_16S 
strain F12 16S ribosomal RNA, partial sequence 
Bacil 
507942 Bacteria_16S 


Firmicutes; 


subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Roseomonas. 

507942 Bacteria_16S 447306 447218 13 98 gi| 265678757 |ref|NR_029062.1 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
507942 Bacteria_16S 448838 448750 13 98 gi|265678756|ref|NR_029061.1 


strain 5424 16S ribosomal RNA, partial sequence 


4041205 4041120 14 96 gi 


Bacillus. 

4042663 4042578 14 96 

ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 

4062169 4062092 6 81 


gi 


gi 


4082011 4081918 6 96 
ribosomal RNA, partial sequence 


gi 


4141100 4141027 1 73 gi 
Tenericutes; Mollicutes; 

4142664 4142591 1 73 
ribosomal RNA, partial sequence 
Entomoplasmatales; 
4155041 4154968 1 73 gi 
ribosomal RNA, partial sequence 
Entomoplasmatales; 
4161304 41612311 73 


gi 


gi 


Tenericutes; Mollicutes; 


4206809 4206728 14 92 gi 


Saccharothrix. 
4225099 4225014 14 96 gi 


Kitasatospora. 

424138 424042 3 96 gi 
lales; Bacillaceae; Bacillus. 

431847 431759 13 98 gi 


219846196 
4039998 4041459 Bacillus 


219846195 
4041510 4042925 Bacillus farraginis Bacteria; 


219846178 
16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; 
507942 Bacteria_16S 
strain CLN-1 16S 
Proteobacteria; 
507942 Bacteria_16S 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial seq 
sabaudiense Bacteria; 
507942 Bacteria_16S 
strain HYOS-1 16S 
Tenericutes; Mollicutes; 
507942 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Mollicutes; 
507942 Bacteria_16S 
alleghenense strain PLHS-1 16S ribosomal RNA, partial seq 
alleghenense Bacteria; 
507942 Bacteria_16S 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial 
nitratireducens Bacteria; 
Thioalkalivibrio. 
507942 Bacteria_16S 
algeriensis strain SA 233 16S ribosomal RNA, partial sequ 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; 


Strept 
219846165 
4080799 4082297 Tepidimonas aquatica Bacteria; 
Betaproteobacteria; Burkholderiales; Tepi 
219846120 
uence 4139871 414138 
Entomoplas 
219846119 
4141437 4142950 Spiroplasma montanense Bacteria; 
Spiroplasmata 
219846111 
4153813 4155327 Spiroplasma culicicola Bacteria; 
Spiroplasmata 
219846107 


Entomopla 
219846071 


sequence 
Proteobacteria; Gammaproteobacteria; Chroma 
4211353 4211276 6 81 gi| 219846068 |ref 


ref 


ref 


ref 


osporanginea 
ref 


dimonas. 
ref 


matales; 
ref 


Spirop 
ref 


ceae; 


Spirop 
ref 


ceae; 


rs 


uence 
smatales; Sp 


ref 


ence 


219846055 
DSM 5352 16S ribosomal RNA, partial sequence 


sequence 
Actinomycetal 


265678772 
422881 42442 


265678767 


ref 


ref 


ref 


160075 416159 


4205616 420703 


4210162 421159 


Actinomycetal 


4223876 422538 


373661 375050 


NR_025786.1 


NR_025785.1 


NR_025768.1 


NR_025755.1 


NR_025710.1 


Spiroplasmataceae; 


NR_025709.1 


lasma. 
NR_025701.1 


lasma. 
NR_025697.1 


iroplasmatac 
NR_025661.1 


tiales; 
NR_025658.1 
es; 


NR_025645.1 


es; 


NR_029077.1 


NR_029072.1 


fordii Bacteria; 


Bacillus fordii strain 
Firmicutes; 


Bacillus farraginis 


Nocardiopsis salina 


salina Bacteria; 
e; Nocardiopsaceae; Nocardiopsis. 


Tepidimonas aquatica 


Spiroplasma 
6 Spiroplasma 
Spiroplasma. 
Spiroplasma montanense 


Spiroplasma culicicola 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Thioalkalivibrio 
5 Thioalkalivibrio 


Ectothiorhodospiraceae; 


Saccharothrix 
0 Saccharothrix 


Pseudonocardineae; 


Salinicoccus 
3 Salinicoccus 


Desulfospira 
Desulfospira 
sulfobacteraceae; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Clostridium 
idium proteolyticum 


Clostridium sporogenes 
idium sporogenes 


Clostridium botulinum 
idium botulinum A 


Kitasatospora 
Kitasatospora 


Streptomycineae; 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


Roseomonas cervicalis 


3 Roseomonas cervicalis Bacteria; 


as. 


Roseomonas gilardii 


447654 449135 Roseomonas gilardii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 


507942 Bacteria_16S 


strain YIM 31530 


462596 462516 3 81 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


507942 Bacteria_16S 


strain 173-96 16S 


560470 560382 13 98 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


507942 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


507942 Bacteria_16S 


strain LV3 16S ri 


562005 561917 13 98 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


565098 565018 3 81 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


507942 Bacteria_16S 


strain 216 16S ri 


708417 708337 3 81 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 


507942 Bacteria_16S 


strain MDA5527 16 


742228 742140 13 98 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


507942 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


507942 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


507942 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


507942 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


507942 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


507942 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


507942 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


507942 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


507942 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


507942 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


507942 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


507942 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


507942 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


507942 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


507942 Bacteria_16S 


strain LM 161 16S 


791784 791688 3 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
834628 834540 13 98 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


96 gi 


836130 836042 13 98 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

854074 854014 14 73 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


’ 


884420 884324 3 96 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


922933 922873 14 73 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
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1128632 1128580 14 65 gi 
B9A Seymour 16S ribosomal RNA, partia 


ia; Proteobacteria; Epsilonproteobacte 
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gi 
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ial sequen 
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tial seque 
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equence 
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265678430 
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acterales; 
265678390 
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obacterale 
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e; Sphingo 
265678309 


1100149 11015 
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253680771 
1 sequence 
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253680764 


complete sequence 1138010 1139535 Leifs 
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219878368 

12181 
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ales; Prop 
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Rhod 
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ref 
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NR_028984.1 


raceae; Roseomon 
ref |NR_028983.1 

560822 562307 
ospirillales; Ac 
ref |NR_028981.1 
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7 Mi 
ref 
b 


ineae; Propioni 
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3 Psychromonas 
daceae; Psychrom 
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nce 
ria; 
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Sphingomona 
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852834 854357 
fobacterales; De 


ref|NR_028757.1 

883190 884650 
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ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028611.1 


m. 
ref|NR_028019.1 

1127427 112890 
lobacterales; He 


ref 
onia 


NR_028012.1 
rubra Bacte 
eae; Leifsonia. 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref|NR_025681.1 
10 Aeromicrobium 
ionibacterineae 


v 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Psychromonas arctica 


arctica Bacteria; 


onas. 
Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 

Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 

Sphingobium amiense 
acteria; Proteobacteria; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


ref |NR_026371.1 


Kribbella koreensis 


1299363 1300872 Kribbella koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 


507942 Bacteria_16S 1361668 1361588 3 81 gi|228719712|ref|NR_027584.1] Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 
507942 Bacteria_16S 1400763 1400675 13 98 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1 Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
507942 Bacteria_16S 1408194 1408106 13 98 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 
507942 Bacteria_16S 1494956 1494876 3 81 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
507942 Bacteria_16S 1546377 1546281 3 96 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
507942 Bacteria_16S 1547892 1547796 3 96 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
507942 Bacteria_16S 1556764 1556684 3 81 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
507942 Bacteria_16S 1567164 1567093 1 71 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
507942 Bacteria_16S 1715046 1714986 14 73 gi|219878398|ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 
507942 Bacteria_16S 1787856 1787760 3 96 gi|219878344|ref|NR_025483.1| Halorhodospira 
neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 1786631 1787986 Halorhodospira 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Halorhodospira. 
507942 Bacteria_16S 1905237 1905141 3 96 gi|219878260|ref|NR_025399.1| Thioalkalicoccus 
limnaeus strain A26 16S ribosomal RNA, partial sequence 1904081 1905405 Thioalkalicoccus limnaeus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioalkalicoccus. 
507942 Bacteria_16S 1970374 1970286 13 98 gi|219878215|ref|NR_025354.1| Azospirillum 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 
507942 Bacteria_16S 2100347 2100267 3 81 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 
507942 Bacteria_16S 2135255 2135175 3 81 gi|219857645|ref|NR_025234.1| Mycobacterium microti 
strain ATCC 19422 16S ribosomal RNA, partial sequence 2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
507942 Bacteria_16S 2154807 2154719 13 98 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 
507942 Bacteria_16S 2256582 2256486 3 96 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 
507942 Bacteria_16S 2293214 2293162 14 65 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
507942 Bacteria_16S 2299191 2299095 3 96 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
507942 Bacteria_16S 2338376 2338308 4 71 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
507942 Bacteria_16S 2339925 2339857 4 71 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
507942 Bacteria_16S 2355053 2354981 14 84 gi|219857491|ref|NR_025079.1| Desulfomonile 


limimaris strain DCB-M 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


acteria; Deltaproteobacteria; 


Syntrophaceae 


2353808 2355330 Desulfomonile limimaris 
Syntrophobacterales; 


Desulfomonile. 


’ 


507942 Bacteria_16S 2356623 2356563 14 73 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

507942 Bacteria_16S 2493122 2493042 3 81 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
507942 Bacteria_16S 2494609 2494529 3 81 gi|219857387|ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

507942 Bacteria_16S 2588494 2588414 3 81 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

507942 Bacteria_16S 2657391 2657311 3 81 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

507942 Bacteria_16S 2658915 2658835 3 81 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

507942 Bacteria_16S 2660435 2660355 3 81 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

507942 Bacteria_16S 2676903 2676843 14 73 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
strain Pd55 16S ribosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

507942 Bacteria_16S 2694827 2694731 3 96 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

507942 Bacteria_16S 2759288 2759228 14 73 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

507942 Bacteria_16S 2796820 2796740 3 81 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

507942 Bacteria_16S 2799863 2799783 3 81 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
507942 Bacteria_16S 2802907 2802827 3 81 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
507942 Bacteria_16S 2804428 2804348 3 81 gi|219857114|ref|NR_024742.1| Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
507942 Bacteria_16S 2805950 2805870 3 81 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

507942 Bacteria_16S 2807472 2807392 3 81 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

507942 Bacteria_16S 2808994 2808914 3 81 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

507942 Bacteria_16S 2814970 2814890 3 81 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 


strain Lp2 16S ri 


strain IFO 12702 


fermentans strain 
Bacteria; Firmicu 


507942 Bacteria_16S 


cineracea strain 


bosomal RNA, partial sequence 
oc 


2827024 2826944 3 81 gi 
ki 
2842293 2842209 14 96 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2843774 2843694 3 81 gi 
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2813767 28152 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


507942 Bacteria_16S 219856896 


219856895 
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occineae; 


neae; Sp 


28410 
erobiace 


ence 
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Halanaerobi 
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96 Sporichthya polymorpha Bacteria; 
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ref|NR_024715.1 
63 2842500 Halana 
ae; 
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elongata Bacteria; 
aceae; Tetrasphaera. 
Sporichthya polymorpha 
Sporichthya. 
Halanaerobium 
erobium fermentans 
m. 

Kitasatospora 

65 Kitasatospora 


Uu 


cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

507942 Bacteria_16S 2849977 2849889 11 96 gi|219856891|ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
507942 Bacteria_16S 2891711 2891631 3 81 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
507942 Bacteria_16S 2899234 2899154 3 81 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 
507942 Bacteria_16S 2902285 2902205 3 81 gi| 219856855 |ref|NR_024674.1| Leucobacter albus 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
507942 Bacteria_16S 2941775 2941695 3 81 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
507942 Bacteria_16S 2943291 2943211 3 81 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
507942 Bacteria_16S 2944807 2944727 3 81 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 
507942 Bacteria_16S 2970540 2970460 3 81 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
507942 Bacteria_16S 3013160 3013080 3 81 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 
507942 Bacteria_16S 3117358 3117262 3 96 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 
507942 Bacteria_16S 3212732 3212680 14 65 gi|219846780|ref|NR_026372.1| Helicobacter 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
507942 Bacteria_16S 3244664 3244604 14 73 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 
507942 Bacteria_16S 3324933 3324853 3 81 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
507942 Bacteria_16S 3326460 3326380 3 81 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
507942 Bacteria_16S 3327981 3327901 3 81 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
507942 Bacteria_16S 3329500 3329420 3 81 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
507942 Bacteria_16S 3331029 3330949 3 81 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
507942 Bacteria_16S 3334052 3333972 3 81 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
507942 Bacteria_16S 3335546 3335466 3 81 gi| 219846695 |ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 


brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


507942 Bacteria_ 


strain Inkinen 16 
Proteobacteria; E 


507942 Bacteria_ 


strain LRB 8581 1 
Proteobacteria; E 


507942 Bacteria_ 


auranticolor stra 
Bacteria; Actinob 


Actinoplanes. 
507942 Bacteria_ 


philippinensis st 
philippinensis Ba 


16S 3647897 3647845 14 


16S 3698066 3698014 14 


16S 3713152 3713072 3 


16S 3714613 3714533 3 


Micromonosporaceae; Actinoplanes. 


507942 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; 


3760739 3760643 3 


3802820 3802768 14 


65 


S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 


65 


6S ribosomal RNA, partial sequence 3696887 36983 
psilonproteobacteria; Campylobacterales; 


81 


in 253 16S ribosomal RNA, partial sequence 37119 
acteria; Actinobacteridae; Actinomycetales; 


81 


rain P-15 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


96 


ribosomal RNA, partial sequence 
Spirochaetales; 
507942 Bacteria_16S 


Spirochaetaceae; Borrelia. 


65 


strain Hh-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
507942 Bacteria_16S 


3819682 3819630 14 


65 


strain 165 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
507942 Bacteria_16S 
16S ri 
Proteobacteria; E 
507942 Bacteria_16S 
16S ri 


strain ST1l 


strain CS1 
Proteobacteria; E 


ATCC 35205 
Firmicutes; 


16S ri 


lacurosei strain 
Bacteria; 


strain FT2-B 16S 
Tenericutes; Moll 


strain A417 16S r 
Tenericutes; Moll 


canigenitalium st 
canigenitalium Ba 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


507942 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


507942 Bacteria_16S 


strain R22 16S ri 
Proteobacteria; G 


alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum 


507942 Bacteria_16S 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 
507942 Bacteria_16S 


ganghwensis Bacte 
Nocardioidaceae; 


strain JC1078 16S 


Firmicutes; 
507942 Bacteria_16S 


3822745 3822693 14 


3827327 3827275 14 


3830392 3830324 4 

Clostridiales; 
3842384 3842300 14 
H200 16S ribosomal RNA, 


Clostridia; 
3908172 3908112 14 


3909699 3909639 14 


3911228 3911168 14 


3918462 3918382 3 


e; Spirilliplanes. 


3934041 3933945 3 
rochaetales; 
4010837 4010741 3 
4027436 4027376 14 


eria; Proteobacteria; 


4051699 4051619 3 


4054666 4054586 3 


4095635 4095575 14 


65 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 


65 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
507942 Bacteria_16S 


re 


bosomal RNA, partial sequence 
Clostridia; 
507942 Bacteria_16S 


Heliobacteriaceae; 


96 


complete sequence 
Halanaerobiales; 


73 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
507942 Bacteria_16S 


73 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
507942 Bacteria_16S 


13 


rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; 
507942 Bacteria_16S 


81 


rain YU 127-1 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


96 


ibosomal RNA, partial sequence 
Spirochaetaceae; Borrelia. 


96 


bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; 
507942 Bacteria_16S 


73 


in PF2803 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


81 


81 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
507942 Bacteria_16S 


73 


strain P2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


507942 Bacteria_16S 


4112087 4112007 3 


81 


strain DSA1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 


Halanaerobiace 


gi| 219846473 
3646715 36481 


gi| 219846438 


gi|219846428 


gi| 219846427 


gi| 219846392 
3759507 37610 


gi|219846361 
3801626 38030 
Helicob 
gi| 219846350 
3818485 38199 
Helicob 
gi|219846348 
3821543 38230 
Helicob 
gi|219846345 
3826129 38276 
Helicob 
gi|219846342 
3829173 38306 
Helioba 
219846334 
38411 


gi 
gi|219846289 
3906969 39084 


gi| 219846288 
3908492 39099 


219846287 
sequence 


gi 


gi|219846282 


gi| 219846271 


Helicobacteraceae; 


Helicobacteraceae; 


Actinomycetales; 


sequence 3917267 39187 
Actinomycetales; 


ref|NR_026065.1 
55 Helicobacter 


ref |NR_026029.1 
08 Helicobacter 


ref|NR_026019.1 


ref|NR_026018.1 


ref|NR_025983.1 
25 Borrelia cori 


ref|NR_025952.1 
95 Helicobacter 
acteraceae; 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; 
ref |NR_025939.1 
20 Helicobacter 
acteraceae; 
ref|NR_025935.1 
02 Helicobacter 
acteraceae; 
ref|NR_025932.1 


cterium. 
ref|NR_025924.1 
23 3842666 Halan 
ae; 
ref|NR_025879.1 
41 Ureaplasma fe 


ref|NR_025878.1 


ref|NR_025877.1 


Ureaplasma. 
ref|NR_025872.1 


ref |NR_025861.1 


Helicobacter salomonis 
salomonis Bacteria; 


Helicobacter. 


Helicobacter trogontum 
trogontum Bacteria; 


Helicobacter. 


Actinoplanes 


82 3713392 Actinoplanes auranticolor 
Micromonosporineae; 


Micromonosporaceae; 


Actinoplanes 


3713443 3714853 Actinoplanes 
Micromonosporineae; 


Borrelia coriaceae 
aceae Bacteria; 


Helicobacter hepaticus 
hepaticus Bacteria; 


Helicobacter. 


Helicobacter cinaedi 
cinaedi Bacteria; 


Helicobacter. 


Helicobacter muridarum 
muridarum Bacteria; 


Helicobacter. 


Helicobacter felis 
felis Bacteria; 


Helicobacter. 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Halanaerobium 


aerobium lacurosei 
Halanaerobium. 


Ureaplasma felinum 
linum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 


3910020 3911499 Ureaplasma 


Spirilliplanes 


36 Spirilliplanes 
Micromonosporineae; 


Borrelia miyamotoi 


3932829 3934196 Borrelia miyamotoi Bacteria; 


gi|219846216 


ref|NR_025806.1 


Idiomarina ramblicola 


4009610 4011068 Idiomarina ramblicola Bacteria; 


gi|219846205 


219846186 


gi 


gi|219846184 


Actinomycetal 


Idiomarina. 


ref|NR_025795.1 


ref|NR_025776.1 


ref|NR_025774.1 


Desulfatibacillum 


4026183 4027706 Desulfatibacillum 
Desulfobacterales; Desulfobacteraceae; 


Nocardioides 


4050504 4051877 Nocardioides 
es; Propionibacterineae; 


Serinicoccus marinus 


4053509 4054929 Serinicoccus marinus Bacteria; 


gi| 219846156 


ref |NR_025746.1 


; Intrasporangiaceae; 


Serinicoccus. 
Desulfofaba fastidiosa 


4094388 4095793 Desulfofaba fastidiosa Bacteria; 


gi|219846144 


ref |NR_025734.1 


Desulfofaba. 


Kribbella solani 


4110861 4112376 Kribbella solani Bacteria; 


507942 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
507942 Bacteria_16S 
sulfidoxydans str 


sulfidoxydans Bac 


Pseudonocardiacea 
507942 Bacteria_16S 
sphaeroides strai 
sphaeroides Bacte 


Rhodobacter. 


507942 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
507942 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


507942 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


507942 Bacteria_16S 


silvestris strain 
silvestris Bacter 


507942 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


507942 Bacteria_16S 
satelles strain V 


satelles Bacteria 


507942 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


507942 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


507942 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


507942 Bacteria_16S 


strain DSM 5901 1 
DSM 5900 16S ribo 
Alphaproteobacter 


strain Cm al3 16S 
Proteobacteria; D 


507942 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


507942 Bacteria_16S 


granivorans strain A30 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
507942 Bacteria_16S 2426820 2426725 4 96 gi 


strain BD-87 16S 
Firmicutes; Bacil 


507942 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


507942 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


507942 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


507942 Bacteria_16S 


4165885 4165825 14 73 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; 
72382 72311 12 81 gi 
teria; Actinobacteria; Actinobacterida 
e; Pseudonocardia. 

233905 233818 13 


97 gi 


ria; Proteobacteria; Alphaproteobacter 


356921 356834 13 97 

ribosomal RNA, partial sequence 
Sphingomonadales; 
687598 687527 3 73 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
695260 695189 15 84 gi 
in DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; Plancto 


gi 


731545 731450 4 96 gi 
HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
762505 762418 12 96 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
784134 784063 13 82 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
926057 925986 3 73 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
1270780 1270709 3 73 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


, 


1391719 1391648 13 82 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1647872 1647785 13 97 gi 


’ 


1649369 1649282 13 97 gi 


1982688 1982609 4 81 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
2166979 2166908 12 81 gi 
s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 
2346026 2345939 12 


gi 


96 gi 


ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
2458426 2458339 13 97 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


2473660 2473577 1 82 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2475009 2474938 3 73 gi 
ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 


gi 


Deltaproteob 


ain 592 16S ribosomal RNA, partial seq 


n 2.4.1 16S ribosomal RNA, partial seq 


355741 35715 


924822 92631 


6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
507942 Bacteria_16S 
somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae; 
507942 Bacteria_16S 
1981436 19829 


2425586 24269 


2472404 24737 


219846104 
al sequenc 
acteria; D 


265679016 
uence 


265678907 
uence 
ia; Rhodob 


265678818 


Sphingomon 
265678591 
68634 
acterales; 
265678586 
sequence 
mycetacia; 


265678561 
uence 
ceae; Soli 
265678538 
quence 
illaceae; 
265678523 
sequence 
s; Lachnos 
265678428 


Desulfoba 
219846400 
sequence 

ia; Desulf 


228716336 
e 13905 
Parvularc 
219878444 


Acetobacte 
219878443 


; Stella. 
219878207 


ngiineae; 

219857624 
al sequenc 
eridae; Ac 


219857497 
nce 23447 
nibacillus 
219857441 


219857411 
quence 
ia; Sphing 


219857401 


s; Syntrop 
219857400 
quence 

asmataceae 


2574671 2574600 3 73 gi 


e; Actinomycet 


ref|NR_025694.1| Desulfatibacillum 
e 4164674 4166119 Desulfatibacillum 
esulfobacterales; Desulfobacteraceae; 
ref|NR_029324.1| Pseudonocardia 
71176 72680  Pseudonocardia 
ales; Pseudonocardineae; 
ref|NR_029215.1] Rhodobacter 
232719 234184 Rhodobacter 
acterales; Rhodobacteraceae; 
ref|NR_029123.1| Sphingopyxis terrae 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_028896.1| Desulfosarcina 
3 687857 Desulfosarcina cetonica 
Desulfobacteraceae; Desulfosarcina. 
ref|NR_028891.1] Planctomyces 
694091 695537 Planctomyces 
Planctomycetales; Planctomycetaceae; 
ref |NR_028865.1| Solibacillus 
730321 731827 Solibacillus 
bacillus. 
ref|NR_028842.1| Paenibacillus 
761257 762788 Paenibacillus 
Paenibacillus. 
ref|NR_028827.1| Shuttleworthia 
782926 784381 Shuttleworthia 
piraceae; Shuttleworthia. 
ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_025991.1] Desulfonema 
1269526 1270965 Desulfonema 
obacterales; Desulfobacteraceae; 
ref|NR_027550.1] Parvularcula 
41 1391995 Parvularcula bermudensis 
ulales; Parvularculaceae; Parvularcula. 
ref|NR_025583.1] Stella vacuolata 
52 Stella vacuolata Bacteria; 
raceae; Stella. 
ref|NR_025582.1| Stella humosa strain 


a humosa Bacteria; Proteobacteria; 
Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025213.1| Pseudonocardia 

e 2165786 2167229 Pseudonocardia 


tinomycetales; Pseudonocardineae; 


ref |NR_025346.1 


Paenibacillus 
acillus granivorans 


ref|NR_025085.1 
86 2346268 Paenib 
ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


ref |NR_024999.1 
2457264 245870 
omonadales; Sphi 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 
haceae; Smithella. 
ref|NR_024988.1| Mycoplasma 

2473825 2475268 Mycoplasma 
; Mycoplasma. 


219857285 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 


ref|NR_024916.1| Desulfovibrio 
2573428 2574957 Desulfovibrio 


aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


507942 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


507942 Bacteria_16S 


collinoides strai 
collinoides Bacte 


ria; 


507942 Bacteria_16S 


strain S37 16S ri 


507942 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


507942 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


507942 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; Sp 


507942 Bacteria_16S 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


2642273 2642214 13 
6S ribosomal RNA, partial sequence 2641027 26425 
eltaproteobacteria; Desulfobacterales; 


2946381 2946295 1 
Firmicutes; 


2965949 2965862 1 


3197798 31977111 


3246217 3246122 3 


7i 


4 96 


n JCM1123 16S ribosomal RNA, partial sequence 
Lactobacillales; 


3 97 


bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


3 97 


RB16-17 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 


96 


osomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetales; 


gi|219857230 


gi| 219856826 


Lactobacillaceae; 


gi| 219856812 
2964771 29662 
gi|219846790 


gi|219846757 
3244997 32464 


Desulfobacteraceae; 


Sphingomonadaceae; 


Sphingomonadales; 


Pseudonocardineae; 


ref|NR_024858.1| Desulfocella halophila 
73 Desulfocella halophila Bacteria; 
Desulfocella. 
ref|NR_024645.1| Lactobacillus 

2945130 2946678 Lactobacillus 
Lactobacillus. 
ref|NR_024631.1| Sphingopyxis chilensis 
22 Sphingopyxis chilensis Bacteria; 
Sphingopyxis. 
NR_026382.1| Sandaracinobacter 
196654 3198070 Sandaracinobacter 
Sphingomonadaceae; 


ref 


w 


ref|NR_026349.1| Listeria grayi strain 
22 Listeria grayi Bacteria; Firmicutes; 


riaceae; Listeria. 
3979561 3979502 13 cee gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 
16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 
hingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 
2739 2669 13 81 gi|265679062|ref|NR_029370.1| Saccharomonospora 
28 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 


Pseudonocardiaceae; 


507942 Bacteria_16S 93295 93225 13 81 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

507942 Bacteria_16S 102665 102587 5 81 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 


507942 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


507942 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


507942 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; 


Clostridia; 


507942 Bacteria_16S 


507942 Bacteria_16S 


strain W 1471 16S 
Firmicutes; 


507942 Bacteria_16S 
strain B-3 16S ribosomal RNA, partial sequence 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


507942 Bacteria_16S 


strain S-182 16S 
Firmicutes; 


Lactobacillales; 


507942 Bacteria_16S 


Idiomarina. 


507942 Bacteria_16S 


Pseudovibrio. 


507942 Bacteria_16S 


Parvibaculum. 
507942 Bacteria_1 


massiliensis strain 2301065 16S ribosomal RNA, partial 
massiliensis Bacteria; 


6S 


507942 Bacteria_1 


6S 


104158 104088 1 


21 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


154396 154326 1 


Clostridiales; 
166713 166639 1 


Clostridiales; 


282483 282405 5 


Clostridiales; 


340685 340591 5 


371832 371746 13 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


382477 382407 13 


lavamentivorans strain DS-1 16S ribosomal RNA, partial 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


393300 393214 13 


Firmicutes; 


417999 417929 13 


Proteobacteria; 


3 81 


3 81 


ribosomal RNA, partial sequence 


ridia; Clostridiaceae; 


73 


6S ribosomal RNA, partial sequence 165488 16699 
Clostridiaceae; 
270367 270297 13 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial seq 

Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family I 


81 


81 


ribosomal RNA, partial sequence 
Clostridia; Eubacteriaceae; 


303741 303655 13 


96 


96 


ribosomal RNA, partial sequence 
Lactobacillaceae; 
367366 367280 13 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 
fontislapidosi Bacteria; 


96 


96 


sequence 


Pediococcus. 


Gammaproteobacteria; Alt 


265678994 
10297 
Cory 


gi 


gi| 265678960 
153188 15467 
Oxobacter. 
gi| 265678952 
Clostridiu 


gi| 265678880 


II. Incert 
gi| 265678872 
281272 28276 
Eubacteriu 
gi| 265678858 
302503 30397 


gi| 265678831 
339450 34088 
gi| 265678810 


gi| 265678807 


Rhodobacterales; 


ref |NR_029302.1| Tsukamurella pulmonis 
6 104435 Tsukamurella pulmonis 
nebacterineae; Tsukamurellaceae; 


ref|NR_029268.1| Oxobacter pfennigii 
7 Oxobacter pfennigii Bacteria; 


ref|NR_029260.1| Clostridium tetani 

5 Clostridium tetani Bacteria; 

m. 

ref|NR_029186.1| Thermoanaerobacterium 
uence 269183 270620 


ae Sedis; Thermoanaerobacterium. 


ref|NR_029178.1| Eubacterium infirmum 
7 Eubacterium infirmum Bacteria; 

m. 

ref|NR_029164.1| Clostridium innocuum 


7 Clostridium innocuum Bacteria; 
eae. 
ref|NR_029136.1| Pediococcus parvulus 
5 Pediococcus parvulus Bacteria; 


Idiomarina 
Idiomarina 
eromonadales; Idiomarinaceae; 
ref|NR_029112.1| Pseudovibrio 

370665 372098 Pseudovibrio 
Rhodobacteraceae; 


formicigenes strain DV1184 16S ribosomal RNA, partial sequence 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 


81 gi|265678800|ref|NR_029105.1| Parvibaculum 
sequence 381306 382756 Parvibaculum 
Rhizobiales; Phyllobacteriaceae; 
96 gi| 265678793 |ref|NR_029098.1| Paenibacillus 
sequence 392074 393575 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 
81 gi|265678776|ref|NR_029081.1| Tepidibacter 
416856 418235 Tepidibacter 


gi 


219856857 
28980 
219856856 
28995 
219856855 
29010 
219856854 
29025 
219856853 


sequence 


gi 


gi 


219856852 
29056 
219856851 


sequence 


gi 


219856850 


sequence 


gi 


219856849 


sequence 


gi 


219856848 


sequence 


gi 


219856847 


sequence 


gi 


gi 


219856846 
29149 
219856845 


sequence 


gi 


219856844 


sequence 


gi 


219856843 


sequence 


gl 


gi 


219856842 
29210 
219856841 


sequence 


gi 


gi 


219856840 
29241 
219856839 


sequence 


gi 


219856838 


sequence 


gi 
gi 


gi 


219856837 
29285 
219856836 
29300 
219856835 


sequence 


gi 


219856834 


sequence 


gi 


partial sequence 


gi 


gi 


219856833 


219856832 
29360 
219856831 


sequence 


gi 


gi 


219856830 
29405 
219856829 


sequence 


gi 


219856828 


sequence 


gi 


219856827 


sequence 


gi 


219856826 


sequence 


gi 


gi 


219856825 
29467 
219856824 
29482 
219856823 
29497 
219856822 
29512 


ref |NR_024676.1 
36 2899473 
ref|NR_024675.1 
24 2901010 
ref |NR_024674.1 
61 2902546 
ref |NR_024673.1 
97 2904077 
ref |NR_024672.1 
2904128 290561 
ref |NR_024671.1 
66 2907143 
ref |NR_024670.1 
2907194 290869 
ref |NR_024669.1 
2908741 291023 
ref |NR_024668.1 
2910285 291177 
ref |NR_024667.1 
2911827 29133 
ref |NR_024666.1 
2913371 29148 
ref |NR_02466 
14 2916405 
ref |NR_02466 
2916456 29179 
ref |NR_024663.1 
2918000 291946 
ref |NR_024662.1 
2919511 292100 
ref|NR_024661.1 
59 2922566 
ref |NR_024660.1 
2922617 292408 
ref |NR_024659.1 
31 2925469 
ref |NR_024658.1 
2925520 292697 
ref|NR_024657.1 
2927022 292847 
ref |NR_024656.1 
28 2929956 
ref|NR_024655.1 
07 2931458 
ref |NR_024654.1 
2931509 293296 
ref |NR_024653.1 
2933018 293448 
ref|NR_024652.1 
293453 
ref|NR_024651.1 
39 2937489 
ref |NR_024650.1 
2937540 293900 
NR_024649.1 


NR_024648.1 
2940579 294204 
NR_024647.1 

2942098 294356 
ref|NR_024646.1 

2943614 294507 
ref |NR_024645.1 

2945130 294667 
ref |NR_024644.1 
29 2948170 
ref |NR_024643.1 
21 2949658 
ref |NR_024642.1 
09 2951157 


ref|NR_024641.1 
08 2952657 


5 


0 


4 


6 


0 


3 


9 


0 


8 


0 


1 


7 


7 


0 


1 


7 


7 


3 


9 


8 


Micropruina glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
Zimmermannella bifida strain IAM 14848 16S ribosomal RNA, partial sequence 
Leucobacter albus strain IAM 14851 16S ribosomal RNA, partial sequence 
Zimmermannella alba strain IFO 15616 16S ribosomal RNA, partial sequence 
Thermaerobacter marianensis strain 7p75a 16S ribosomal RNA, partial 
Williamsia maris strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Staphylococcus vitulinus strain ATCC 51145 16S ribosomal RNA, partial 
Staphylococcus pasteuri strain ATCC51129 16S ribosomal RNA, partial 
Staphylococcus lugdunensis strain ATCC 43809 16S ribosomal RNA, partial 
Staphylococcus kloosii strain ATCC 43959 16S ribosomal RNA, partial 
Staphylococcus delphini strain ATCC 49171 16S ribosomal RNA, partial 
Staphylococcus caprae strain ATCC 35538 16S ribosomal RNA, partial sequence 
Staphylococcus arlettae strain ATCC 43957 16S ribosomal RNA, partial 


Hydrogenophilus thermoluteolus strain TH-1 16S ribosomal RNA, partial 


Pseudomonas plecoglossicida strain FPC951 16S ribosomal RNA, partial 
Eubacterium ruminantium strain GA195 16S ribosomal RNA, partial sequence 
Pseudoxanthomonas japonensis strain 12-3 16S ribosomal RNA, partial 
Streptococcus peroris strain GTC848 16S ribosomal RNA, partial sequence 
Paracoccus carotinifaciens strain E-396 16S ribosomal RNA, complete 
Marinospirillum minutulum strain ATCC 19193 16S ribosomal RNA, partial 
Terasakiella pusilla strain IFO 13613 16S ribosomal RNA, partial sequence 


Oceanobacter kriegii strain IFO 15467 16S ribosomal RNA, partial sequence 


Pseudospirillum japonicum strain ATCC 19191 16S ribosomal RNA, partial 


Marinobacterium jannaschii strain IFO 15466 16S ribosomal RNA, partial 
Oceanospirillum multiglobuliferum strain IFO 13614 16S ribosomal RNA, 
2935988 

Acidiphilium multivorum strain AIU 301 16S ribosomal RNA, complete sequence 
Actinoalloteichus cyanogriseus strain IFO 14455 16S ribosomal RNA, partial 
Lentzea albida strain IFO 16102 16S ribosomal RNA, partial sequence 2939058 
Virgisporangium aurantiacum strain YU438-5 16S ribosomal RNA, partial 
Virgisporangium ochraceum strain YU655-43 16S ribosomal RNA, partial 
Sporichthya brevicatena strain YU 720-21 16S ribosomal RNA, partial 
Lactobacillus collinoides strain JCM1123 16S ribosomal RNA, partial 
Serratia rubidaea strain JCM1240 16S ribosomal RNA, partial sequence 
Enterobacter aerogenes strain JCM1235 16S ribosomal RNA, partial sequence 
Enterobacter amnigenus strain JCM1237 16S ribosomal 


RNA, partial sequence 


Enterobacter gergoviae strain JCM1234 16S ribosomal RNA, partial sequence 


507942 Bacteria_16S 


psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; 
Bifidobacterium. 

507942 Bacteria_16S 461058 460988 13 81 gi|265678744|ref|NR_029049.1 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardiaceae; Amycolatopsis. 

507942 Bacteria_16S 473289 473203 13 96 gi|265678736|ref|NR_029041.1 


strain S-5623 16S 
Firmicutes; 
507942 Bacteria_16S 
antarctica strain 


Pseudonocardiaceae; 
507942 Bacteria_16S 


coryniformis subsp. torquens strain 30 16S ribosomal RNA, 


442734 442656 5 


507110 507040 13 


508682 508588 5 


81 


ribosomal RNA, partial sequence 
Lactobacillales; Weissella. 


81 


96 


gi 


gi 


DVS 5al 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


gi 


472041 47353 


265678760 


265678714 
Actinomyce 


265678713 
complet 


ref|NR_029065.1 


ref|NR_029019.1 
505922 507359 
tales; Pseudonoc 


ref|NR_029018.1 
e sequence 


Bifidobacterium 
Bifidobacterium 


Bifidobacteriaceae; 


Amycolatopsis 
Amycolatopsis 


Pseudonocardineae; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 
507942 Bacteria_16S 


benzenivorans strain B5 16S ribosomal RNA, partial sequence 52260 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 
507942 Bacteria_16S 
aerosaccus strain 
Bacteria; 
507942 Bacteria_16S 
strain NO-502 16S 
Bacteroidetes; 
507942 Bacteria_16S 


versmoldensis strain KU-3 16S ribosomal RNA, partial se 
versmoldensis Bacteria; 


507942 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; 
507942 Bacteria_16S 
strain S-606 16S 
Proteobacteria; 

507942 Bacteria_16S 
strain Iso-46 16S 
Proteobacteria; 
507942 Bacteria_16S 
mindensis strain 
mindensis Bacteria; 
507942 Bacteria_16S 
nivimaris strain 
Bacteria; 
507942 Bacteria_16S 


proteolyticus strain 116 16S ribosomal RNA, partial seq 
proteolyticus Bacteria; 


Psychrobacter. 
507942 Bacteria_16S 
N7 16S ribosomal RNA, 
Gammaproteobacteria; 
507942 Bacteria_16S 


odorimutans strain NorPut 16S ribosomal RNA, partial se 
Clostridia; 


odorimutans Bacteria; 
Anaerovorax. 
507942 Bacteria_16S 
strain WoG13 16S 
Firmicutes; 
507942 Bacteria_16S 
strain YIM90005 1 


507942 Bacteria_16S 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteri 
Gordonia. 


Gordoniaceae; 
507942 Bacteria_16S 


Sphingobacteria; 


Sphingobacteria; 


Firmicutes; 


Pseudomonadales; 


Lactobacillus. 


523815 523745 13 


528399 528341 14 


535996 535938 14 


551358 551264 5 


Firmicutes; 


571144 571086 14 


575616 575558 14 


587591 587533 14 


611783 611689 5 


TMW 1.80 16S ribosomal RNA, 
Lactobacillales; 


613362 613304 14 


655844 655786 14 
Proteobacteria; 


660354 660296 14 
partial sequence 


664909 664839 13 
Firmicutes; 
666461 666407 44 


Clostridiales; 
774814 774744 13 


777940 777870 13 


816292 816222 13 


81 


71 


G 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


vial 


ribosomal RNA, partial sequence 
Sphingobacteriales; Fle 


96 


Lactobacillales; 


el 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


eet 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


71 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


88/2-7 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; 


96 gi 
complete s 
Lactob. 

71 gi 
Pseudomo 

71 gi 
Gammaproteobact 
71 gi 


659171 660617 Morax 
Moraxellaceae; 


81 


96 


ribosomal RNA, partial sequence 


Clostridia; Syntrophomonadac 


81 


81 


81 


Clostridi 


gi 


gi 


gi 


gi 


La 
gi 


Sph 
gi 


gi 


Mo 
gi 


265678703 


ref|NR_029008.1 


Pseudonocardia 


2 524095 Pseudonocardia benzenivorans 


Pseudonocardineae; Pseudonocardiaceae; 
265678700|ref|NR_029005.1| Enhydrobacter 
527192 528675 Enhydrobacter aerosaccus 
Moraxellaceae; Enhydrobacter. 
265678695|ref|NR_029000.1| Arcicella aquatica 
534808 536267 Arcicella aquatica Bacteria; 
xibacteraceae; Arcicella. 
265678685 |ref|NR_028990.1| Lactobacillus 
quence 550095 551652 Lactobacillus 
ctobacillaceae; Lactobacillus. 
265678672|ref|NR_028977.1| Pedobacter africanus 
569932 571421 Pedobacter africanus Bacteria; 
ingobacteriaceae; Pedobacter. 
265678669 |ref|NR_028974.1| Psychrobacter pulmonis 
574450 575812 Psychrobacter pulmonis Bacteria; 
ae; Psychrobacter. 
265678661|ref|NR_028966.1| Psychrobacter faecalis 
586359 587854 Psychrobacter faecalis Bacteria; 
ae; Psychrobacter. 
265678644 |ref|NR_028949.1| Lactobacillus 
equence 610536 612079 Lactobacillus 
acillaceae; Lactobacillus. 
265678643 |ref|NR_028948.1| Psychrobacter 
ence 612130 613627 Psychrobacter nivimaris 
nadales; Moraxellaceae; Psychrobacter. 
265678613|ref|NR_028918.1| Psychrobacter 
uence 654656 656081 Psychrobacter 
eria; Pseudomonadales; Moraxellaceae; 
265678609|ref|NR_028914.1| Moraxella canis strain 
ella canis Bacteria; Proteobacteria; 
raxella. 
265678606 |ref|NR_028911.1]| Anaerovorax 
quence 663698 665185 Anaerovorax 
ales; Clostridiales Family XIII. Incertae Sedis; 
265678605|ref|NR_028910.1| Pelospora glutarica 


gi 


665236 66673 
Pelospora. 


gi 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


gi 


eae; 
265678530 


donocardin 

265678528 
sequence 

dae; 


265678502 


gi 


Actinomycetales; 


ref|NR_028834.1 
eae; Pseudonocar 
ref|NR_028832.1 

776745 778221 
Cory 


ref 


5 Pelospora glutarica Bacteria; 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Gordonia 

Gordonia 
nebacterineae; 


Pseudonocardia 


NR_028805.1 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Pseudonocardia. 


507942 Bacteria_16S 855641 855563 5 81 gi| 265678475 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actin 
Propionibacteriaceae; Propionibacterium. 

507942 Bacteria_16S 861831 861761 13 81 gi| 265678471 
strain K24 16S ribosomal RNA, partial sequence 860647 86213 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
507942 Bacteria_16S 869544 869471 1 73 gi| 265678466 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequen 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriac 
507942 Bacteria_16S 918249 918179 13 81 gi| 265678433 
strain IEGM 16S ribosomal RNA, partial sequence 917039 91855 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
507942 Bacteria_16S 919814 919744 13 81 gi| 265678432 
strain 213E 16S ribosomal RNA, partial sequence 918602 92011 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
507942 Bacteria_16S 1009050 1008956 5 96 gi| 265678372 
strain T7 16S ribosomal RNA, partial sequence 1007814 10092 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 1013598 1013540 14 71 gi| 265678369 
strain GP1l1 16S ribosomal RNA, partial sequence 1012401 10138 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
507942 Bacteria_16S 1015094 1015036 14 71 gi| 265678368 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Morax 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
507942 Bacteria_16S 1016590 1016532 14 71 gi| 265678367 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 10168 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
507942 Bacteria_16S 1018087 1018029 14 71 gi| 265678366 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Morax 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
507942 Bacteria_16S 1028851 1028753 1 96 gi| 265678359 
strain IC166 16S ribosomal RNA, partial sequence 1027642 10290 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
507942 Bacteria_16S 1031848 10317705 81 gi| 265678357 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Micromonosporaceae; Micromonospora. 

507942 Bacteria_16S 1048768 1048690 5 81 gi| 265678346 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 10490 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
Micromonospora. 

507942 Bacteria_16S 1086205 1086135 13 81 gi| 265678319 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
507942 Bacteria_16S 1087788 1087690 1 96 gi| 265678318 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacil 
Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 1121112 1121034 6 82 gi|228716127 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 11198 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales 
Anaeromyxobacter. 

507942 Bacteria_16S 1124216 11241225 96 gi| 224581425 
strain Kx146A4 16S ribosomal RNA, partial sequence 112294411244 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
507942 Bacteria_16S 1130143 1130057 14 97 gi| 253680770 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Ricke 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 

507942 Bacteria_16S 1149878 1149808 13 81 gi| 253680757 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 11501 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio 
507942 Bacteria_16S 1199789 1199731 14 71 gi| 228715480 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 12000 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fle 
507942 Bacteria_16S 1210451 1210369 1 81 gi| 228715350 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 12106 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nann 
507942 Bacteria_16S 1263036 1262966 13 81 gi|219846681 


strain CBS 107.95 


16S ribosomal RNA, partial sequence 


ref|NR_028778.1 
854408 855931 
omycetales; Prop 


ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref|NR_028735.1 


eae; Gordoniacea 
ref |NR_028734.1 
3 Gordonia desul 
eae; Gordoniacea 
ref |NR_028674.1 


ref |NR_028671.1 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 

ella 
ref|NR_028669.1 

Moraxella. 


NR_028668.1 
bovis Bacte 


ae; 
ref 
ella 


ref |NR_028661.1 
54 Cellulophaga 
; Cellulophaga. 
ref|NR_028659.1 
1030633 103211 
etales; Micromon 


ref|NR_028648.1 


neae; Micromonos 
ref|NR_028621.1 
81 Streptomyces 
e; Streptomyceta 
ref|NR_028620.1 


lus akibai Bacte 


ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


v 


ref |NR_027206.1 
63 Lactobacillus 


ref 
ttsi 
e; R 


NR_028018.1 
a rickettsii 
ickettsieae; 


ref|NR_028005.1 


ref|NR_027533.1 


xiba 
ref 


cteraceae; D 
NR_027522.1 


ocys 
ref 


tineae; Hali 
NR_026273.1 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 

Leptotrichia 

Leptotrichia 
a. 

Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 

Gordonia desulfuricans 
lfuricans Bacteria; 
e; Gordonia. 

Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Cellulophaga algicola 


algicola Bacteria; 


Micromonospora 
4 Micromonospora 
osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Bacillus akibai strain 
ria; Firmicutes; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Lactobacillus antri 
antri Bacteria; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Dietzia natronolimnaea 


1261851 1263306 Dietzia natronolimnaea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 


507942 Bacteria_16S 


ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


ganghwensis Bacteria; 
507942 Bacteria_16S 


Mi268 16S ribosomal RNA, partial sequence 
Weissella. 


Lactobacillales; 
507942 Bacteria_16S 
strain 08145 16S 
Proteobacteria; 

507942 Bacteria_16S 
strain SMP-10 16S 
Proteobacteria; 
507942 Bacteria_16S 
strain B-10-31 16 
Proteobacteria; 
507942 Bacteria_16S 
maritimus strain 
Bacteria; 


1278061 1277975 13 96 


Proteobacteria; 


1288708 1288622 13 96 


1382798 1382712 13 96 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


1405266 1405184 1 81 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nannocystineae 


1412754 1412668 13 96 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Pseudoalter 


1423440 1423382 14 71 


Pi2-20 16S ribosomal RNA, partial sequence 1 
Proteobacteria; Gammaproteobacteria; 


1446600 1446542 14 71 


1287447 1289004 Weiss 


Pseudomonadales; 


507942 Bacteria_16S 


strain R7 16S ribosomal RNA, partial sequence 


Proteobacteria; 
507942 Bacteria_16S 


endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


507942 Bacteria_16S 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


pacificensis Bacteria; 
Psychrobacter. 
507942 Bacteria_16S 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial seque 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


Gammaproteobacteria; Pseudomonadales; Moraxel 


1452572 14524945 81 


1470696 1470638 14 71 


Proteobacteria; 


1532574 1532496 5 81 


Micromonosporaceae; Micromonospora. 


507942 Bacteria_16S 
strain KMM 426 16 
Bacteroidetes; 
507942 Bacteria_16S 


pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial seque 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; 


1544874 1544776 1 96 


S ribosomal RNA, partial sequence 
Flavobacteria; 


Flavobacteriales; 
1564157 1564087 13 81 


Pseudonocardiaceae; Amycolatopsis. 


507942 Bacteria_16S 


1568699 1568626 1 73 


strain LB23 16S ribosomal RNA, partial sequence 


Fusobacteria; 
507942 Bacteria_16S 
strain DSM 43049 


Fusobacteriales; 


Fusobacteriaceae; 
1597783 1597705 5 81 


16S ribosomal RNA, partial sequence 1596580 15980 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 


olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
507942 Bacteria_16S 
strain DSM 40597 


1599331 1599253 5 81 


1600879 1600801 5 81 


16S ribosomal RNA, partial sequence 1599676 16011 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 
Streptomyces purpurogeneiscleroticus Ba 
Streptomycetaceae; 


Streptomycineae; 
507942 Bacteria_16S 


philippinense strain A 80407 16S ribosomal RNA, partial 
philippinense Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Kibdelosporangium. 


507942 Bacteria_16S 
aridum subsp. 


Actinomycetales; 
507942 Bacteria_16S 


vancoresmycina strain ST101170 16S ribosomal RNA, partial 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 


507942 Bacteria_16S 


1602427 1602349 5 81 


Streptomyces. 
1663166 1663096 13 81 


1664706 1664636 13 81 


largum strain SKF-AAD-609 16S ribosomal RNA, partia 
Kibdelosporangium aridum subsp. 
Pseudonocardineae; 


largum 


1673799 1673729 13 81 


1675322 1675252 13 81 


Flavobacteriaceae 


Leptotrichia. 


Pseudonocardiaceae; 


gi|219846127 


gi|219846052 


gi|228717104 
1381574 13830 
Idiomarinac 
gi|]219857153 
1404010 14055 


gi|224581450 
1411537 14130 


224581443 
4222 
M 
gi|224581423 
1445391 14468 
lace 
224581419 


gi 


gi 


Actinomyc 


gi|224581406 


Pseud 
gi|219857427 


gi| 219857262 
1543657 15451 


gi| 219846103 


Actinomy 


gi| 219846057 
1567482 15689 
gi| 219878480 
Streptomycinea 


gi| 219878479 
partial s 


gi|219878478 


Streptomycineae; 


219878477 
RNA, parti 


gi 


219878433 
sequence 


gi 
219878432 


gi 


gi|219878426 


ia; Altero 


ref|NR_025717.1] Thalassomonas 

1276861 1278268 Thalassomonas 
monadales; Colwelliaceae; Thalassomonas. 
ref|NR_025642.1| Weissella soli strain 
ella soli Bacteria; Firmicutes; 


ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 08145 Bacteria; 
eae; Idiomarina. 

ref|NR_024781.1| Haliangium tepidum 


17 Haliangium tepidum Bacteria; 

; Haliangiaceae; Haliangium. 
ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 
ref|NR_027225.1] Psychrobacter 

15 1423690 Psychrobacter maritimus 
oraxellaceae; Psychrobacter. 


ref|NR_027204.1 
81 Psychrobacter 


Psychrobacter arenosus 
arenosus Bacteria; 


nce 
Actinomycetales; 


cetales; 


e; 


equence 


al sequence 
cteria; Actinobacteria; 


Actinomycetales; 


1 sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Kibdelosporangium. 


sequence 1672599 16740 
Actinomycetales; 


ae; Psychrobacter. 

ref|NR_027200.1| Micromonospora 
1451367 1452843 Micromonospora 

etales; Micromonosporineae; 


ref|NR_027187.1] Psychrobacter 
1469465 1470990 Psychrobacter 
omonadales; Moraxellaceae; 
ref|NR_025015.1| Micromonospora 
1531359 1532864 Micromonospora 
Micromonosporineae; 


ref|NR_024893.1| Arenibacter latericius 
00 Arenibacter latericius Bacteria; 

; Arenibacter. 
ref|NR_025693.1| Amycolatopsis 

nce 1562964 1564361 Amycolatopsis 
Pseudonocardineae; 


ref|NR_025647.1 
67 Leptotrichia 


Leptotrichia hofstadii 
hofstadii Bacteria; 


ref|NR_025619.1| Streptomyces niger 
77 Streptomyces niger Bacteria; 
Streptomycetaceae; Streptomyces. 
NR_025618.1| Streptomyces 
1598128 1599625 Streptomyces 
Streptomycineae; 


ref 


ref|NR_025617.1| Streptomyces violens 
73 Streptomyces violens Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_025616.1| Streptomyces 

1601224 1602721 
Actinobacteridae; Actinomycetales; 


ref|NR_025572.1| Kibdelosporangium 
1661967 1663456 Kibdelosporangium 

Pseudonocardineae; 

ref Kibdelosporangium 

1663507 1664980 


NR_025571.1 


ref|NR_025565.1| Amycolatopsis 
76 Amycolatopsis 


Pseudonocardineae; 


gi| 219878425 


balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


ref|NR_025564.1| Amycolatopsis 
1674127 1675575 Amycolatopsis 


507942 Bacteria_16S 


keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 
Amycolatopsis keratiniphila subsp. noga 
Pseudonocardineae; 


Actinomycetales; 
507942 Bacteria_16S 


decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; 


1676821 1676751 13 


1678338 1678268 13 


Pseudonocardiaceae; Amycolatopsis. 


507942 Bacteria_16S 
strain MG 417-CF 


Amycolatopsis. 
507942 Bacteria_16S 
strain AJ2502 16S 
Bacteroidetes; 
507942 Bacteria_16S 


strain A37 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
507942 Bacteria_16S 


strain NF11 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


507942 Bacteria_16S 


strain NF23 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


507942 Bacteria_16S 


strain SPR2 16S ribosomal RNA, partial sequence 


Sphingobacteria; 


1679859 1679789 13 


17 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1716580 1716522 14 


1719656 1719598 14 


1722722 1722664 14 


1724263 1724205 14 


1759328 1759258 13 


81 


Pseudonocardiaceae; 


81 


81 


71 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


71 


Sphingobacteriales; 


71 


vel 


81 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 


strain Kb2 16S ribosomal RNA, partial sequence 


1810705 1810635 13 


81 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 
aridum strain DSM 


Kibdelosporangium. 


1816844 1816774 13 


507942 Bacteria_16S 


marincola strain 


marincola Bacteri 
507942 Bacteria_16S 
submarinus strain 
submarinus Bacter 
507942 Bacteria_16S 
strain IMSNU 2200 


1826109 1826051 14 


1827587 1827529 14 


1867151 1867073 5 


1906573 1906515 14 


Bacteroidetes; 
1924823 1924753 13 


Pseudonocardiaceae; Pseudonocardia. 


507942 Bacteria_16S 
albidoflavus stra 
albidoflavus Bact 


1926384 1926314 13 


Pseudonocardiaceae; Amycolatopsis. 


507942 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 
507942 Bacteria_16S 
spinosispora stra 
spinosispora Bact 
Pseudonocardiaceae; 
507942 Bacteria_16S 


phenolica strain 
Bacteria; 


strain DSM 5192 1 
Firmicutes; 


507942 Bacteria_16S 


Proteobacteria; 
507942 Bacteria_16S 


Clostridia; 


1927933 1927839 5 


1950812 1950742 13 


Pseudonocardia. 
1976453 1976395 14 


2051542 2051484 14 


2054650 2054580 13 


81 


43828 16S ribosomal RNA, partial sequence 18156 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ug 


KMM 277 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


a 


KMM 225 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


81 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
507942 Bacteria_16S 
aerophilus strain 
aerophilus Bacteria; 
507942 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacte 


rie 


I/26Cor1 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


81 


n LM 157 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


81 


in IMSNU 22139 16S ribosomal RNA, partial sequen 
eria; Actinobacteria; Actinobacteridae; 


96 


ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 


81 


in LM 141 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


TL 


PhOl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


71 


6S ribosomal RNA, partial sequence 2050314 20518 
Clostridiales; Veillonellaceae; 


81 


sequence 


Desulfobacterales; 


gi| 219878424 


219878423 


gi 


219878422 
16786 


gi 


gi|219878397 
1715372 17168 


Sphingobacteriaceae; 


gi|219878395 
1718445 17199 


Sphingobacteriaceae; 


gi|219878393 
1721510 17230 


gi|219878392 
1723051 17245 


gi| 219878366 
1758120 17596 


Corynebacterineae; 


gi|219878329 
1809512 18109 


Corynebacterineae; 


gi|219878325 


Pseu 
gi| 219878319 


Pseudomo 


gi|219878318 


219878290 
18659 


gi 


gi|219878259 


Sphingobacte 
gi| 219878245 


Actinomyc 
gi| 219878244 


Actinomy 


gi|219878243 
1926697 19282 


gi|219878228 


Actinomy 


219878211 
19752 


gi 


gi|219878158 


Anaerosin 


Actinomycetales; 


ref Amycolatopsis 


1675626 1677096 


NR_025563.1 


becina Bacteria; Actinobacteria; Actinobacteridae; 
Amycolatopsis. 


ref|NR_025562.1| Amycolatopsis 
1677147 1678610 Amycolatopsis 
Pseudonocardineae; 


ref|NR_025561.1| Amycolatopsis japonica 
61 1680145 Amycolatopsis japonica 


Pseudonocardineae; Pseudonocardiaceae; 


ref|NR_025536.1| Pedobacter piscium 

65 Pedobacter piscium Bacteria; 
Pedobacter. 

ref|NR_025534.1| Pedobacter cryoconitis 
39 Pedobacter cryoconitis Bacteria; 
Pedobacter. 
ref|NR_025532.1] Psychrobacter 
00 Psychrobacter luti Bacteria; 
Psychrobacter. 
ref|NR_025531.1] Psychrobacter 
41 Psychrobacter fozii Bacteria; 
Psychrobacter. 
ref|NR_025505.1| Gordonia sihwensis 
18 Gordonia sihwensis Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_025468.1| Gordonia westfalica 
89 Gordonia westfalica Bacteria; 
Gordoniaceae; Gordonia. 

ref |NR_025464.1| Kibdelosporangium 
46 1817129 Kibdelosporangium aridum 
donocardineae; Pseudonocardiaceae; 


luti 


fozii 


Pseudomonadales; 


ref|NR_025458.1 
1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 
1826365 182779 
Moraxe 
ref|NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref |NR_025398.1 

1905456 190681 
riales; Flexibac 
ref|NR_025384.1 

1923611 192512 
etales; Pseudono 


ref|NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 
ref|NR_025382.1 
aceae; Ignatzsch 
ref |NR_025367.1 

1949601 195111 
cetales; Pseudon 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025297.1 


uS. 


gi|219878155 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 
llaceae; Psychrobacter. 
Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Hymenobacter 

7 Hymenobacter 
teraceae; Hymenobacter. 
Pseudonocardia 

2 Pseudonocardia 
cardineae; 


Amycolatopsis 
6 Amycolatopsis 


ocardineae; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


ref|NR_025294.1 


Streptomyces 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 


stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


Strept 


omycineae; 


507942 Bacteria_16S 
strain ATCC 35585 
Firmicutes; Clost 
507942 Bacteria_16S 
palatopharyngis s 
palatopharyngis B 


ridia; 


2060724 2060646 5 


Clostridiales; 
2139807 2139737 13 


train 1Bdz 16S ribosomal RNA, 
acteria; Actinobacteria; Actinobacteri 


Pseudonocardiaceae; Amycolatopsis. 


507942 Bacteria_16S 
strain YIM 90001 


507942 Bacteria_16S 
strain YKJ-103 16 
Proteobacteria; 
507942 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


507942 Bacteria_16S 
acetigenes strain 
Bacteria; Firmicutes; 
Sporanaerobacter. 
507942 Bacteria_16S 
strandjordii stra 


Tsukamurellaceae; 
507942 Bacteria_16S 
strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 
507942 Bacteria_16S 
stercorarium subsp. 

Clostridium ste 
Clostridiaceae; C 
507942 Bacteria_16S 
australiense stra 


Propionibacteriac 
507942 Bacteria_16S 
peptonophila stra 
peptonophila Bacteria; 
507942 Bacteria_16S 

strain Z 16S ribo 
Clostridia; Clost 
507942 Bacteria_16S 

albus strain JL 83 16S 
Bacteria; Actinob 
Streptacidiphilus. 
507942 Bacteria_16S 


carbonis strain JL 415 16S ribosomal RNA, 


Bacteria; Actinob 
Streptacidiphilus. 
507942 Bacteria_16S 
acidaminophilum s 
acidaminophilum B 
507942 Bacteria_16S 
thermoflava strai 
thermoflava Bacte 


Clostridia; 


ridiales; 


acteria; 


2150378 2150308 13 


2176121 2176063 14 


2233635 2233565 13 


2254980 2254902 5 


2306728 2306658 13 


in ATCC BAA-173 16S ribosomal 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 


2324996 2324918 5 


2326482 2326412 13 


rcorarium subsp. 


lostridium. 


2359683 2359601 1 


Pseudonocardiaceae; Amycolatopsis. 


507942 Bacteria_16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


507942 Bacteria_16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


507942 Bacteria_16S 


campinasensis strain 324 16S ribosomal RNA, partial seq 
campinasensis Bacteria; Firmicutes; Bacillales; Paeniba 


leptosp 


507942 Bacteria_16S 


Bacteroidetes; Fl 


avobacteria; 


81 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


81 


81 


71 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Mor 


81 


81 


81 


81 


4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


81 


leptospartum strain ATCC 35414 16S 
artum Bacteria; 


8 


in LCDC-98A072 16S ribosomal RNA, part 
australiense Bacteria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 


gi|219878150|ref|NR_025289.1 
20595 
Eubacterium. 
gi|219857642|ref|NR_025231.1 
partial sequence 2138615 214004 
dae; Actinomycetales; 
gi|219857635|ref|NR_025224.1 


gi 


gi 


gi 
Clostr 
gi 


RNA, 


gi 


gi 


gi 


compl 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219857616 


2174910 21764 
axellace 


219857577 


219857563 


Lup33 16S ribosomal RNA, partial sequence 22537 
Clostridiales; 


id 


219857525 


219857513 
23238 
ales; 
219857512 
ribosomal 


219857488 
ia 


22324 


iales Family 


ete sequ 
Actinomyceta 


Corynebacterine 


Firmicutes; 


1 sequen 
; Actinomyceta 


ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniace 
ref|NR_025151.1 
47 2255269 Sporan 
XI. Incert 


ref 
ence 


NR_025113.1 
230551 
les; Coryneb 
ref|NR_025101.1 
67 2325209 Coryne 
ae; C 


ref 
RNA, 


NR_025100.1 


ref|NR_025076.1 
ce 2358483 235995 
les; Propion 


ae; 


partial sequence 
Clostridia; 


Eubacterium sulci 


20 2060972 Eubacterium sulci Bacteria; 


Amycolatopsis 
1 Amycolatopsis 


Pseudonocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Psychrobacter jeotgali 
jeotgali Bacteria; 
ne 
Gordonia namibiensis 
ia namibiensis Bacteria; 
Gordonia. 
Sporanaerobacter 
aerobacter acetigenes 


ae Sedis; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Clostridium 
2325260 2326777 
Clostridiales; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


2452463 2452393 13 81 gi|219857418|ref|NR_025006.1| Seinonella 
in KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 
2515816 2515743 1 73 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
somal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
Clostridiaceae; Caloramator. 
2553070 2552992 5 81 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
acteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
2554631 2554553 5 81 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
complete sequence 2553413 2554923 Streptacidiphilus carbonis 
acteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
2565423 2565345 5 81 gi|219857291|ref|NR_024922.1| Eubacterium 
train DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
2610018 2609948 13 81 gi|219857259|ref|NR_024890.1| Amycolatopsis 
n N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
2611591 2611521 13 81 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
donocardineae; Pseudonocardiaceae; Prauserella. 
2613118 2613048 13 81 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
donocardineae; Pseudonocardiaceae; Amycolatopsis. 
2643852 2643766 13 96 gi|219857229|ref|NR_024857.1| Paenibacillus 
uence 2642624 2644131 Paenibacillus 
cillaceae; Paenibacillus. 
2711352 2711254 1 96 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
2715779 2715721 14 vt gi|219857178|ref|NR_024806.1| Psychrobacter 


507942 Bacteria_16S 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 


2714566 2716057 Psychrobacter 


507942 Bacteria_16S 


strain Y223G 16S 
Proteobacteria; 


Bacteria; 


507942 Bacteria_16S 


strain K97-0003 1 


507942 Bacteria_16S 
troitsensis strai 
troitsensis Bacte 
507942 Bacteria_16S 
koleovorans strai 


Bacteria; 


G 
507942 Bacteria_16S 


Firmicu 


Firmicu 


2717322 2717236 13 96 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
ammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

2723408 27233305 81 gi|219857173|ref|NR_024801.1] Alicyclobacillus 

pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

2724953 2724875 5 81 gi|219857172|ref|NR_024800.1| Longispora albida 
6S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 

2738563 2738465 1 96 gi|219857162|ref|NR_024790.1| Arenibacter 
n KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

2789588 2789494 5 96 gi|219857124|ref|NR_024752.1| Paenibacillus 
n TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

2830096 2830018 5 81 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 


507942 Bacteria_16S 


strain JCM 9312 1 


Catenuloplanes. 


507942 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
507942 Bacteria_16S 
strain BS 16S rib 
Clost 
507942 Bacteria_16S 
cylindrosporum st 
cylindrosporum Ba 
507942 Bacteria_16S 


Firmicutes; 


strain HKI 0136 1 


actinosclerus Bac 
Hymenobacter. 


507942 Bacteria_16S 
gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 
507942 Bacteria_16S 
methylovorum stra 
methylovorum Bact 


Hyphomicrobium. 


507942 Bacteria_16S 


strain M408/89/1 


Corynebacterium. 


507942 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


507942 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


507942 Bacteria_16S 


strain DSM 44140 


DSM 803 16S ribos 


Micromonospora. 


507942 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


507942 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


507942 Bacteria_16S 


coerulea DSM 4314 


Micromonospora. 


2961328 2961242 13 96 gi 
Co 


gi 


ia; Alteromonadales; Colwelliaceae; 
2976688 2976610 5 81 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3034364 3034294 13 81 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3040459 3040389 13 81 gi 


3066278 3066220 14 71 gi 
ain 1187 16S ribosomal RNA, partial se 
teria; Bacteroidetes; Sphingobacteria; 


3103781 3103703 5 81 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3126391 3126305 13 96 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
3202267 3202189 5 


81 gi 


3305296 3305202 5 96 gi 
Lactobac 


gi 


bacillales; 
3306836 3306742 5 


Lactobacillaceae; 
96 


Lactobac 
gi 


bacillales; Lactobacillaceae; 
3321868 3321798 13 81 


3341585 3341507 5 
omal RNA, partial sequence 


81 gi 


3344631 3344553 5 81 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3347685 3347607 5 81 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


omonospori 


219856816 


2960112 2961625 Colwe 


lwellia. 
219846939 


2975480 29769 


Clostridiu 
219846900 
equence 

idiales; C 
219846896 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S 
actinosclerus str 


nebacterin 
219846878 
quence 
Sphingoba 


219846853 
quence 


; Actinomy 


219846838 
sequence 
ria; Rhizo 


219846787 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 


219846718 


6S ribosomal RNA, partial sequence 3304055 33055 


illus. 
219846717 


6S ribosomal RNA, partial sequence 3305595 33071 


illus. 
219846705 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S i 


nebacterin 
219846690 


3340376 3341852 Micro 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


omonospori 


219846688 
33434 
ales; Micr 
219846686 
ce 33464 


ales; Micr 


219846685 


3349211 3349133 5 81 gi 
3 16S ribosomal RNA, partial sequence 


neae; Micromonos 


ref 
llia 


NR_024635.1 
maris Bacte 
ref |NR_026531.1 
m. 
ref |NR_026492.1 

3033166 303464 


lostridiaceae; C 
ref |NR_026488.1 


eae; Gordoniacea 
ref |NR_026470.1 

3065078 306652 
cteriales; Flexi 
ref|NR_026445.1 
102586 310404 
cetales; Micromo 


w 


ref |NR_026430.1 
3125234 312665 
biales; Hyphomic 


ref |NR_026379.1 


eae; Corynebacte 
ref|NR_026310.1 


44 Lactobacillus 


ref |NR_026309.1 
06 Lactobacillus 
ref |NR_026297.1 
Gordoniacea 
NR_026282.1 


spora rosari 
Micromonos 


eae; 
ref 

mono 
neae 


’ 


ref |NR_026280.1 
22 3344899 Microm 
omonosporineae; 


ref |NR_026278.1 
76 3347951 Microm 
omonosporineae; 


ref 


NR_026277.1 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Colwellia maris strain 
ria; Proteobacteria; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Clostridium 
4 Clostridium 
lostridium. 

Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Hymenobacter 

2 Hymenobacter 

bacteraceae; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Hyphomicrobium 
3 Hyphomicrobium 


robiaceae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Micromonospora rosaria 
a Bacteria; 

poraceae; 


Micromonospora 
onospora inositola 
Micromonosporaceae; 


Micromonospora 
onospora halophytica 
Micromonosporaceae; 


Micromonospora 


3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


507942 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
507942 Bacteria_16S 
strain DSM 44015 


507942 Bacteria_16S 


stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, 


Firmicutes; 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3361615 3361530 14 


3381341 3381271 13 


3582540 3582470 13 


DSM 20408 16S ribosomal RNA, partial 
Bacillales; 


96 gi|219846676|ref|NR_026268.1 
sequence 3360383 33619 

Bacillaceae; Marinococcus. 

81 gi|219846662|ref|NR_026254.1 


complete sequence 


81 


219846521 |ref 


gi 


3380149 3381618 Gordo 
Corynebacterineae; Gordoniaceae; 


NR_026113.1 


Marinococcus 


02 Marinococcus 


Gordonia hydrophobica 


nia hydrophobica 


Gordonia. 
Clostridium 


partial sequence 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 


507942 Bacteria_16S 


faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phasc 
Clostridiales; Veillonellaceae; 


Bacteria; Firmicutes; 
507942 Bacteria_16S 

gingivalis strain 
gingivalis Bacteria; 
507942 Bacteria_16S 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


Rickettsia; 
507942 Bacteria_16S 
strain S51-W 16S 


507942 Bacteria_16S 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


Rickettsia; 
507942 Bacteria_16S 


strain ATCC VR-611 16S ribosomal RNA, partial sequence 


Bacteria; 
spotted fever group. 
507942 Bacteria_16S 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
507942 Bacteria_16S 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actin 
Streptomyces. 


Streptomycetaceae; 
507942 Bacteria_16S 


strain RL-34 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 


laevolacticus strain M-8 16S ribosomal RNA, 
laevolacticus Bacteria; 


507942 Bacteria_16S 


strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteria; 


Bacteroidetes; 
507942 Bacteria_16S 


alimentarius strain JG-100 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


alimentarius Bacteria; 
Psychrobacter. 
507942 Bacteria_16S 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial 
saccharolytica Bacteria; 


Soehngenia. 
507942 Bacteria_16S 


Clostridia; 


3585678 3585620 14 


3607251 3607153 1 


3680069 3679983 14 


3796819 3796733 13 


3846933 3846847 14 


3848423 3848337 14 


3924755 3924685 13 


3926336 3926266 13 


3929497 3929427 13 


3958983 3958898 14 

Firmicutes; 
3985443 3985385 14 
4022935 4022877 14 
Proteobacteria; 
4072769 4072691 5 
Firmicutes; 


4080459 4080389 4 


Clostridia; 


71 


96 


ATCC 33624 16S ribosomal RNA, partial sequence 


Bacteroidetes; Flavobacteria; 


97 


96 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


97 


complete sequence 


97 


Proteobacteria; Alphaproteobacteria; Rickettsiales; 


81 


81 


81 


complete sequence 


96 


complete sequence 
Bacillales; 


eel 


Ti 


81 


73 


strain BC-3 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


507942 Bacteria_16S 


syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


syrphidicola Bacteria; 
507942 Bacteria_16S 

olivochromogenes 
olivochromogenes 
Streptomycetaceae; 
507942 Bacteria_16S 
strain B7319 16S 


4139531 4139461 4 


4202248 4202178 13 


4203746 4203676 13 


Entomoplasmatales; 


Spiroplasmataceae; 


73 


81 


strain DSM 40451 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


81 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 


13150 13089 13 


73 


strain 513A 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 


Sporolactobacillaceae 


Clostridiales; Clost 


Entomoplasmatales; 


219846519 |ref 


gi 


219846502 |ref 


gi 
Flavobacteriales; 
gi|219846451|ref 


219846366|ref 


gi 


3606022 36074 


3678896 36803 
Rickettsiales; 


NR_026111.1 


NR_026094.1 


NR_026042.1 


NR_025957.1 


Phascolarctobacterium 


olarctobacterium faecium 
Phascolarctobacterium. 


Capnocytophaga 


74 Capnocytophaga 
Flavobacteriaceae; 


Capnocytophaga. 
Rickettsia 


23 Rickettsia 
Rickettsiaceae; 


Rickettsieae; 


Colwellia rossensis 


3795600 3797066 Colwellia rossensis Bacteria; 


219846331|ref 


gi 


219846330|ref 


gi 


gi| 219846278 |ref 
complete sequence 


219846277 
complete 


gi ref 


219846275|ref 


gi 


3928271 3929800 Streptomyces 


Streptomycineae; S 
gi| 219846253 |ref 


219846235|ref 


gi 


219846208 |ref 


gi 
Pseudomon 


219846171 
sequence 


gi ref 


219846166 |ref 


gi 


Rickettsiales; 


3847238 3848677 Ricke 
Rickettsiaceae; 


Actinomycetales; 


sequence 392511 


3957761 395924 
+ Sporolactobacillus. 


4021723 402321 


4071551 407304 
ridiales Family XI. 


Colwellia. 
NR_025921.1 


NR_025920.1 


NR_025868.1 
392352 


NR_025867.1 
omycetales; 


NR_025865.1 


NR_025843.1 


NR_025825.1 


Roseivirga. 
NR_025798.1 
adales; Mora 


NR_025761.1 


NR_025756.1 


Rickettsia 


3845748 3847187 Rickettsia 
Rickettsiaceae; 


Rickettsieae; 


Rickettsia montanensis 


ttsia montanensis 
Rickettsieae; 


Rickettsia; 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 
treptomycetaceae; 


Streptomyces. 
Sporolactobacillus 
4 Sporolactobacillus 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 
Sphingobacteriales; Flammeovirgaceae; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Soehngenia 
4 Soehngenia 


Incertae Sedis; 


Spiroplasma melliferum 


4079234 4080748 Spiroplasma melliferum Bacteria; 


Spirop 


gi|219846121|ref 


rs 


Sp 


gi|219846074|ref 


219846073 |ref 


gi 


4202580 4204027 Streptomyces 
Streptomycineae; Streptomyceta 


138305 413982 


Actinomycetales; 


lasma. 
NR_025711.1 


iroplasmatac 
NR_025664.1 

420108 
Str 


NR_025663.1 


gi|265679055 
11961 13410 


ref 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Streptomyces 

2 4202529 Streptomyces 
eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 


NR_029363.1 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


507942 Bacteria_16S 17730 17645 14 96 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

507942 Bacteria_16S 28418 28333 14 96 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

507942 Bacteria_16S 34631 34558 11 82 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
507942 Bacteria_16S 52738 52653 14 96 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

507942 Bacteria_16S 88755 88682 1 73 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
507942 Bacteria_16S 91746 91677 14 81 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

507942 Bacteria_16S 101090 101005 14 96 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

507942 Bacteria_16S 184884 184823 13 73 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 279528 279455 1 73 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

507942 Bacteria_16S 399322 399245 6 81 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

507942 Bacteria_16S 456627 456554 13 84 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

507942 Bacteria_16S 513186 513105 5 84 gi|265678710|ref|NR_029015.1]| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

507942 Bacteria_16S 537516 537455 13 73 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

507942 Bacteria_16S 545124 545047 6 81 gi|265678689|ref|NR_028994.1| Nocardia puris strain 


IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S 592075 591982 6 96 gi 
thermohalophila strain Fru22 16S ribosomal RNA, partial 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; B 
507942 Bacteria_16S 620951 620890 13 73 gi 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partia 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteo 
507942 Bacteria_16S 631571 631494 6 81 gi 
strain Muenster 2000 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
507942 Bacteria_16S 706994 706933 13 73 gi 
strain 111-35 16S ribosomal RNA, partial sequence 
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a 


1 
b 


e 
a 


543951 54542 


265678658 


265678638 


265678630 


265678578 
705889 70720 


ebacterin 
ref 
5 
es; 
ref 


sequence 
cteroidal 


a 


sequence 
acteria; 

ref 
630349 6 
les; Micr 
ref 


Naut 


ococ 


Nocardiace 
NR_028963.1 
90846 59235 
Marinilabia 
NR_028943.1 
19766 62117 
iliales; Na 
NR_028935.1 
31823 Kytoc 
cineae; Der 
NR_028883.1 


a 


Sf 
c 


8 
u 


fo} 
macoccaceae; 


4 Nocardia puris Bacteria; 
eae; 


e; Nocardia. 
Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Caminibacter 
Caminibacter 

tiliaceae; Caminibacter. 
Kytococcus schroeteri 

ccus schroeteri 

Kytococcus. 

Dorea longicatena 


4 Dorea longicatena Bacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

507942 Bacteria_16S 719279 719194 14 96 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

507942 Bacteria_16S 734522 734437 14 96 gi| 265678559 |ref|NR_028863.1| Thiohalocapsa 
halophila strain 4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 

507942 Bacteria_16S 743719 743630 14 99 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 


strain 3-p 16S ribosomal RNA, partial sequence 


742578 74395 


0 Rhodocista pekingensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

507942 Bacteria_16S 750734 750666 3 71 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

507942 Bacteria_16S 768616 768531 14 96 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 


Proteobacteria; Alphaproteobacteria; 


Rhizobiales; Hyphomicrobiaceae; Devosia. 


507942 Bacteria_16S 
strain HKU4 16S r 
Lacto 
507942 Bacteria_16S 
moraviensis strai 
Firmicu 
507942 Bacteria_16S 
strain S1 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S 
strain 19 16S rib 
Clost 
507942 Bacteria_16S 
ruestringensis st 
ruestringensis Ba 
507942 Bacteria_16S 


Firmicutes; 


Bacteria; 


Firmicutes; 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


507942 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


507942 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


507942 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


507942 Bacteria_16S 


strain Y9 16S rib 


strain SK3 16S ri 
Firmicutes; Lacto 


507942 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


507942 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


507942 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain IFM 10035 
Actinobacteria; A 


507942 Bacteria_16S 


strain IFM 0784 1 
Actinobacteria; A 


507942 Bacteria_16S 


strain IFM 0575 1 
Actinobacteria; A 


507942 Bacteria_16S 


strain IFM 10084 
Actinobacteria; A 


507942 Bacteria_16S 


strain YZ-96 16S 
Actinobacteria; A 


507942 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


507942 Bacteria_16S 


strain IFM 0245 1 
Actinobacteria; A 


507942 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


776432 776359 13 84 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
833133 833047 14 96 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
837632 837555 6 81 gi 
osomal RNA, partial sequence 


gi 


846781 846720 13 

osomal RNA, partial sequence 
ridia; Clostridiales; 
864930 864837 6 


73 gi 
Clostridiaceae; 
96 gi 


cteria; Bacteroidetes; Flavobacteria; 
882846 882777 5 73 gi 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


899689 899596 5 96 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
916691 916618 13 84 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
956925 956840 14 96 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


964607 964530 6 
osomal RNA, partial sequence 


81 gi 


1021230 1021157 13 84 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1022783 1022710 13 84 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1024354 1024281 13 84 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1034980 1034911 14 81 gi 
4 16S ribosomal RNA, partial sequence 

tes; Bacillales; Paenibacillaceae; Ane 
1039535 1039458 6 81 gi 


gi 


Streptoc 
gi 


ctinobacteridae; Actinomycetales; Cory 
1041044 1040967 6 81 gi 


ctinobacteridae; Actinomycetales; Cory 
1042582 1042505 6 81 gi 


ctinobacteridae; Actinomycetales; Cory 
1044142 1044065 6 81 gi 


ctinobacteridae; Actinomycetales; Cory 
1045698 1045621 6 81 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1047281 1047196 14 96 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1053274 1053197 6 81 gi 


ctinobacteridae; Actinomycetales; Cory 
1075818 1075741 6 81 gi 
ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
dococcus. 


507942 Bacteria_16S 


strain 14 16S rib 


775183 77669 


836449 83791 


845553 84708 


rain Bl 16S ribosomal RNA, partial seq 


963457 96488 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S 
1019984 10214 


1023111 10246 


16S ribosomal RNA, partial sequence 1038318 10398 


6S ribosomal RNA, partial sequence 1039882 10413 


6S ribosomal RNA, partial sequence 1041385 10428 


16S ribosomal RNA, partial sequence 1042934 10444 


1044481 10459 


6S ribosomal RNA, partial sequence 1052113 10535 


265678529 


occus. 
265678491 
nce 83188 
Enterococ 
265678488 


nebacterin 
265678482 


Clostridiu 
265678469 
uence 

Flavobacte 
265678456 
nce 88163 
ales; Micr 


265678445 
nce 89842 
nibacillus 
265678434 
ence 91544 
; Streptoc 
265678408 
sequence 
acteria; R 
265678402 


nebacterin 
265678364 


occus. 
265678363 
e sequence 
tococcacea 
265678362 


occus. 
265678355 
10337 
urinibacil 
265678352 


nebacterin 
265678351 


nebacterin 
265678350 


nebacterin 
265678349 


nebacterin 
265678348 


nebacterin 
265678347 
uence 

ceae; Cera 
265678342 


nebacterin 
265678327 
uence 


1102814 1102717 3 
osomal RNA, partial sequence 


97 gi 


e; Actinomycet 


ref |NR_028833.1 
4 Streptococcus 


ref |NR_028794.1 
6 833394 Enter 
cus. 
ref|NR_028791.1 
Nocardiace 
NR_028785.1 


eae; 
ref 


m. 
ref|NR_028772.1 

863710 865135 
riales; Flavobac 
ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 


ref|NR_028747.1 
7 899962 Paenib 
ref|NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref |NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref |NR_028704.1 
eae; Nocardiacea 
ref|NR_028666.1 
95 Streptococcus 


ref|NR_028665.1 

1021546 102306 
e; Streptococcus 
ref|NR_028664.1 
30 Streptococcus 


ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref|NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
ref |NR_028652.1 
Nocardiacea 
ref|NR_028651.1 
Nocardiacea 
ref|NR_028650.1 
Nocardiacea 
ref |NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028644.1 


Nocardiacea 
ref |NR_028629.1 

1074605 107593 
ales; Coryne 


265678308 


fo} 


Streptococcus sinensis 
sinensis Bacteria; 


Enterococcus 
coccus moraviensis 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 
a 


e; Nocardia. 
Clostridium scindens 


1 Clostridium scindens Bacteria; 


Muricauda 

Muricauda 

teriaceae; Muricauda. 
Catellatospora 

atospora koreensis 

Micromonosporaceae; 


Paenibacillus 
acillus koreensis 


Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 


Streptococcus mitis 
mitis Bacteria; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 

Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
eae; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
eae; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 
eae; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 
eae; 


e; Nocardia. 
Cerasibacillus 
2 Cerasibacillus 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
eae; 


e; Nocardia. 
Rhodococcus 
5 Rhodococcus 
bacterineae; 


ref|NR_028610.1 


Agromyces rhizospherae 


1101592 1103101 Agromyces rhizospherae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


507942 Bacteria_ 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_ 
gallinaceus strai 
gallinaceus Bacteria; 
507942 Bacteria_ 
psychrophilus str 
psychrophilus Bac 
507942 Bacteria_ 
halotolerans stra 
halotolerans Bact 
507942 Bacteria_ 
urealyticum DSM 7 
DSM 7109 Bacteria; 
Corynebacteriacea 
507942 Bacteria_ 
Twist 16S ri 
Bacteria; Actinob 
507942 Bacteria_ 
YIM 30243 16S rib 


str. 


subsp. 


Flavobacteria; 


507942 Bacteria_ 


strain L1-82 16S 
Bacteria; 


Firmicutes; 


507942 Bacteria_ 


pseudopneumoniae 
pseudopneumoniae 


16S 1148314 1148237 6 81 gi 


253680758 


ref|NR_028006.1| Nocardia ignorata 


1147115 1148603 Nocardia ignorata Bacteria; 


carnosus s 
sakei subsp. carn 
507942 Bacteria_ 
OT-1 16S ribosoma 
Fl 


Firmicutes; 
507942 Bacteria_ 
strain TN-272 16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


507942 Bacteria_16S 


milosensis strain 


Bacteria; 


Firmicutes; 


507942 Bacteria_16S 


strain PC18 16S r 
Clost 


Firmicutes; 


507942 Bacteria_16S 


strain PC80 16S r 
Clost 


Firmicutes; 


507942 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 


Firmicutes; 


teria; 


Clostridia; 


Bacteria; 


Bacillales; 


1225392 1225319 13 
1285555 1285470 14 
Firmicutes; 


1287112 1287027 14 


1291653 1291576 6 


1317436 1317367 13 


1326683 1326606 6 


1328240 1328155 14 


1375325 1375240 14 


1 RNA, partial sequence 
avobacteriales; 


1384322 1384261 13 


1409740 1409679 13 


Clostridiales; 
1411239 1411166 13 


Firmicutes; 
1442016 1441931 14 
1518845 1518784 13 


1520358 1520297 13 


1521861 1521784 6 


Firmicutes; 


Nocardiaceae; Nocardia. 


507942 Bacteria_16S 


1549388 1549295 6 


84 


n CCUG 42692 16S ribosomal RNA, partia 
Lactobacillales; 


96 


ain YKJ-115 16S ribosomal RNA, partial 
Bacillales; 


96 


in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 


81 


109 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 


81 


bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


81 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_ 


96 


train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; 


Lac 
96 


1374101 1375614 Kordia algicida OT-1 
Flavobacteriaceae; 


73 


ribosomal RNA, partial sequence 
Clostridiales; 


73 


ribosomal RNA, partial sequence 
Clostridia; 


84 


strain 108 16S ribosomal RNA, partial 
Lactobacillales; 


96 


73 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; Hespellia. 


73 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; Hespellia. 


81 


96 


strain B8 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
507942 Bacteria_16S 


1550854 1550761 6 


96 


strain B6 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
507942 Bacteria_16S 


1685967 1685882 14 


96 


strain 4-1 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 
507942 Bacteria_16S 


Bacillaceae; 
1688946 1688861 14 


Bacillus. 


96 


strain 6AG 16S ribosomal RNA, partial sequence 


Firmicutes; 


karajensis strain 
Bacteria; 


Bacillales; 
507942 Bacteria_16S 


Firmicutes; 
507942 Bacteria_16S 


Bacillaceae; 
1702949 1702864 14 


Bacillales; 
1742483 1742426 14 


Bacillus. 


96 


MA-2 16S ribosomal RNA, partial sequence 
Bacillaceae; 


70 


gi| 219878314 


219846054 
sequence 
Jeotgalicoccus. 
gi| 219846053 
sequence 


gi 


gi| 228720812 


gi|228715851 


nebacterineae; 


1 sequence 
Streptococcaceae; 


Nocardiaceae; Nocardia. 
ref|NR_025453.1] Streptococcus 
1224170 1225671 Streptococcus 
Streptococcus. 
ref|NR_025644.1| Jeotgalicoccus 
1284334 1285840 Jeotgalicoccus 


ref|NR_025643.1| Jeotgalicoccus 
1285891 1287396 Jeotgalicoccus 
ref 


NR_027597.1| Corynebacterium 


1290453 1291853 Corynebacterium urealyticum 
tinomycetales; 


Corynebacterineae; 


ref|NR_027540.1| Tropheryma whipplei 


1316224 1317707 Tropheryma whipplei str. Twist 


gi|219846136 


1325499 1326944 Nocardia alba 
nebacterineae; 


gi|219846129 
tobacillales; 
gi|228717906 


Kordia. 
gi|228716944 


Lachnospiraceae; 


gi|224581401 


Micrococcineae; 


rtial sequence 


Tropheryma. 

NR_025726.1| Nocardia alba strain 

Bacteria; 

Nocardiaceae; Nocardia. 

NR_025719.1| Lactobacillus sakei 
1326995 1328388 Lactobacillus 


ref 


ref 


Lactobacillaceae; Lactobacillus. 


ref|NR_027568.1| Kordia algicida strain 


Bacteria; Bacteroidetes; 


ref|NR_027557.1| Roseburia intestinalis 
1383100 1384581 Roseburia intestinalis L1-82 

Roseburia. 

ref|NR_024719.1| Clostridium hylemonae 


1408524 1409968 Clostridium hylemonae Bacteria; 
Clostridiaceae; 


Clostridium. 
gi|224581432|ref|NR_027214.1| Streptococcus 
sequence 1410019 1411486 Streptococcus 


gi| 224581427 


Filobacillus. 
gi|219857618 


Streptococcaceae; 


Streptococcus. 


ref|NR_027209.1| Filobacillus 


SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacillaceae; 


ref|NR_025207.1| Hespellia stercorisuis 


1517647 1519115 Hespellia stercorisuis Bacteria; 


gi|219857617 


ref|NR_025206.1| Hespellia porcina 


1519166 1520614 Hespellia porcina Bacteria; 


gi|219857610 


gi] 219857245 


1548180 1549595 Aq 
Aquabacterium. 


gi|219857244 


1549646 1551061 Aq 
Aquabacterium. 


gi|219878418 
1684753 16861 


gi|219878415 
1687712 16892 


219878406 
17017 


gi 


Halobacillus. 
gi|219878379 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 


thomasii Bacteria; 
Anaerobiospirillum. 


507942 Bacteria_16S 
strain ATCC 19645 16S ribosomal RNA, partial sequence 
Streptococcaceae; 


Firmicutes; 


Lactobacillales; 


1745609 1745528 5 


Proteobacteria; Gammaproteobacteria; 


84 


gi|219878377 


Streptococcus. 


Actinomycetales; 


ref|NR_025199.1| Nocardia 


rain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
cteria; Actinobacteria; Actinobacteridae; 


Corynebacterineae; 


ref 


ref 


ref 


ref 


ref 


0217 


ref 
it 


Aeromonadales; 


ref 


NR_024875.1 
uabacterium 


NR_024874.1 
uabacterium 


NR_025557.1 
NR_025554.1 
NR_025545.1 
03230 Haloba 
NR_025518.1 


41287 174278 
Succinivib 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Halobacillus 
cillus karajensis 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


NR_025516.1 


Streptococcus ratti 


1744369 1745812 Streptococcus ratti Bacteria; 


gi 
gi 


gi 


sequence 


gi 


sequence 


gi 


sequence 


gi 
gi 


gi 


gi 


219856821 
29527 
219856820 
29541 
219856819 


219856818 


219856817 


219856816 
29616 
219856815 
29616 
219856814 
29632 
219856812 
29647 
219846946 
29662 
219846945 
29678 
219846944 


sequence 


gi 


219846942 


sequence 


gi 


219846941 


sequence 


gi 


219846940 
29754 
219846939 
29769 
219846938 
29769 
219846937 


sequence 


gi 


gi 


219846936 
29800 
219846935 
29815 
219846934 
29845 
219846933 
29846 
219846932 


sequence 


gi 


219846931 
29876 
219846930 
29892 
219846929 
29907 
219846928 
29922 
219846927 
29937 
219846926 


sequence 


gi 


gi 


219846925 
29967 
219846924 


sequence 


gi 
gi 


gi 


219846923 
29998 
219846922 
30014 
219846921 


sequence 


gi 


gi 


219846920 

30045 

219846919 
30059 


ref 
08 2954129 
ref 
80 2955654 
ref 
2955705 29571 
ref 
2957165 29585 
ref i 
2958622 29600 
ref 
25 
ref 
76 2963171 
ref 
22 2964720 
ref 
71 2966222 
ref 
73 2967769 
ref 
20 2969287 
ref ae 
2969338 29708 
ref 
2970861 29723 
ref 
2972376 29738 
ref 
29 
ref 
25 
ref 
76 2978459 
ref 
2978510 29799 
ref 
41 2981526 
ref 
77 2983055 
ref 
83 
ref 
34 2986105 
ref 
2986156 29876 
ref 
80 2989156 
ref 
07 2990658 
ref 
09 2992158 
ref 
09 2993681 
ref 


ref 


67 3001382 
ref 
33 3002946 
ref 


29 3005936 


ref 
87 3007453 


NR_024640.1 
NR_024639.1 
NR_024638.1 
NR_024637.1 
NR_024636.1 
NR_024635.1 
NR_024634.1 
NR_024633.1 
NR_024631.1 
NR_026538.1 
NR_026537.1 
NR_026536.1 
NR_026534.1 
NR_026533.1 
NR_026532.1 
NR_026531.1 
NR_026530.1 
NR_026529.1 
NR_026528.1 
NR_026527.1 
NR_026526.1 
NR_026525.1 
NR_026524.1 
NR_026523.1 
NR_026522.1 
NR_026521.1 


NR_026520.1 


NR_026517.1 


NR_026515.1 


NR_026514.1 


1 


f; 


6 


1 


2 


8 


9 


2 


NR_026511.1 


4 


1 


1 


0 


5 


5 


0 


2 


6 


8 


Enterobacter asburiae strain JCM6051 16S ribosomal RNA, partial sequence 
Gordonia rhizosphera strain IFO 16068 16S ribosomal RNA, partial sequence 
Microbacterium ketosireducens strain IFO 14548 16S ribosomal RNA, partial 
Microbacterium saperdae strain IFO 15038 16S ribosomal RNA, partial 
Microbacterium luteolum strain IFO 15074 16S ribosomal RNA, partial 
2960112 


Colwellia maris strain ABE-1 16S ribosomal RNA, partial sequence 


Streptococcus porcinus strain 176 16S ribosomal RNA, partial sequence 
Streptococcus canis strain STR Tl 16S ribosomal RNA, partial sequence 
Sphingopyxis chilensis strain $37 16S ribosomal RNA, partial sequence 
Dickeya paradisiaca strain LMG 2542 16S ribosomal RNA, partial sequence 
Microlunatus phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
Friedmanniella antarctica strain AA-1042 16S ribosomal RNA, partial 
Pseudomonas resinovorans strain LMG 2274 16S ribosomal RNA, partial 
Pseudomonas citronellolis strain DSM 50332 16S ribosomal RNA, partial 
Pseudomonas cichorii strain PCl 16S ribosomal RNA, partial sequence 2973936 
Clostridium ultunense strain BS 16S ribosomal RNA, partial sequence 2975480 
Streptomyces macrosporus strain Al1201 16S ribosomal RNA, partial sequence 
Streptomyces thermolineatus strain A1484 16S ribosomal RNA, partial 
Streptomyces thermovulgaris strain R10 16S ribosomal RNA, partial sequence 
Chlamydophila pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 
Bacillus vedderi strain JaH 16S ribosomal RNA, partial sequence 2983106 
Nocardia flavorosea strain 10.268-1 16S ribosomal RNA, partial sequence 
Rhodococcus wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial 
Skermania piniformis strain IFO 15059 16S ribosomal RNA, partial sequence 
Legionella tucsonensis strain 087-AZ-H 16S ribosomal RNA, partial sequence 
Fluoribacter gormanii strain LS-13 16S ribosomal RNA, partial sequence 
Legionella brunensis strain 441-1 16S ribosomal RNA, partial sequence 
Agrobacterium larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 
Hydrogenobacter hydrogenophilus strain Z-829 16S ribosomal RNA, partial 
Acidithiobacillus caldus strain KU 16S ribosomal RNA, partial sequence 
Anoxybacillus flavithermus strain DSM 2641 16S ribosomal RNA, partial 
Geobacillus pallidus strain DSM 3670 16S ribosomal RNA, partial sequence 
Brevibacillus thermoruber strain BT2 16S ribosomal RNA, partial sequence 
Gluconacetobacter europaeus strain DES11 16S ribosomal RNA, partial 


Methylosinus sporium strain NCIMB 11126 16S ribosomal RNA, partial sequence 


Frigoribacterium faeni strain 801 16S ribosomal RNA, partial sequence 


507942 Bacteria_16S 


saalensis strain 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 
Sedimentibacter. 

507942 Bacteria_16S 1824548 1824463 14 96 gi|219878320|ref|NR_025459.1 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

507942 Bacteria_16S 1833658 18335815 81 gi| 219878313 |ref|NR_025452.1 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 183383 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidoba 
Bifidobacterium. 

507942 Bacteria_16S 1891737 1891652 14 96 gi|219878270|ref|NR_025409.1 


strain DSM 11713 
Firmicutes; 


Firmicutes; 


Bacteria; 


strain HSL-3 16S 
Firmicutes; 


Nocardiaceae; 


Bacteria; 


fermentum strain 
Bacteria; 


strain MMP-4 16S 


Tenericutes; Moll 
507942 Bacteria_16S 
strain Pl 16S rib 
D 
507942 Bacteria_16S 
phocicerebrale st 
phocicerebrale Ba 
507942 Bacteria_16S 


Proteobacteria; 


strain LRC 5382 1 
Firmicutes; 


507942 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


Bacil 
507942 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
507942 Bacteria_16S 
strain m2661/98/1 
Lacto 
507942 Bacteria_16S 
paucivorans strai 
paucivorans Bacte 
507942 Bacteria_16S 
burkinensis strai 
burkinensis Bacte 
507942 Bacteria_16S 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
507942 Bacteria_16S 
submarinus strain 
Proteob 
507942 Bacteria_16S 


Bacil 
507942 Bacteria_16S 
skagerrakense str 
skagerrakense Bac 
507942 Bacteria_16S 
strain F829 16S r 
Actinobacteria; Actinoba 
507942 Bacteria_16S 
pleistocenium str 
pleistocenium Bac 
507942 Bacteria_16S 
aetherivorans str 
aetherivorans Bac 
Rho 
507942 Bacteria_16S 
viridans strain M 
Firmicu 
507942 Bacteria_16S 


Firmicu 
507942 Bacteria_16S 


Clost 
507942 Bacteria_16S 
spermatophilum st 
spermatophilum Ba 


1768271 1768190 3 81 gi 


ZF2 16S ribosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 

1893258 1893173 14 96 gi 
train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
1961397 1961312 14 96 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
2040588 2040503 14 96 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2049984 2049923 11 71 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2079019 2078942 6 81 gi 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
2103474 2103405 14 
6N 16S 
acteria 


Ss. 


al 


se 
Ac 


81 gi 
ribosomal RNA, partial sequenc 
; Deltaproteobacteria; Desulfov 
2120172 2120087 14 96 gi 
ribosomal RNA, partial sequence 

lales; Bacillaceae; Halobacillus. 
2142759 2142674 14 96 gi 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 
2162344 2162267 6 81 gi 
ibosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
2170053 2169968 14 96 gi 
ain FTR1 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; Ca 
2174565 2174488 6 81 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2186723 2186642 17 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2191331 2191246 14 96 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
2212459 2212386 1 73 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2268961 2268900 13 73 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2282667 2282594 1 73 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2290207 2290146 13 73 gi 


e 


ue 
la 


ne 


qu 
rm 


s 
e; 


96 gi 
nec 
e; 


en 
ad. 


D 


eq 
la 


ridia; Clostridiales; Lachnospiraceae; L 
2368845 2368772 1 73 gi 
rain AH159 16S ribosomal RNA, partial 


cteria; Tenericutes; Mollicutes; Mycop 


se 
la 


2370327 23702541 73 gi 


219878359 


16S ribosomal RNA, partial sequence 1890504 18919 


219878269 
al seque 
Ba 


ti 
la 
219878221 


219878168 
eq 
co 

219878159 
se 


219878137 


219878118 
ib 
219857655 
2118933 21204 
219857640 
219857627 
2161153 21625 


219857622 


219857619 


219857608 
219857605 
219857591 


2211275 22127 


219857554 
2267708 22692 


219857545 
219857539 
6S ribosomal RNA, partial sequence 2288984 22904 


219857481 


219857480 


17670 


ceae; 
19601 
uence 

ccaceae; 


quence 
es; Veil 


quence 


tinomyce 


21022 


nce 
vobacter 
bacterin 


ence 
obacteri 


equence 


21855 
Carnoba 


e 


ce 21901 
lus. 


esulfoba 


uence 


smatacea 


achnobac 


quence 
smatacea 


rionales; 


Actinomycet 


ref |NR_025498.1 
74 1768507 Sedime 


ref 
nce 
cillus. 

ref |NR_025360.1 
67 1961603 Vagoco 


NR_025408.1 
189204 


ref |NR_025307.1 
2039358 204086 
Dolosicoccus. 
ref |NR_025298.1 
2048758 205026 
lonellaceae; Ana 
ref |NR_025276.1 
2077807 207932 
tales; Propionib 


ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref |NR_025244.1 
54 Halobacillus 


ref|NR_025229.1 

2141553 214301 
iales; Flavobact 
ref|NR_025216.1 


Nocardiacea 
ref|NR_025211.1 

2168820 217030 
aceae; Carnobact 
ref|NR_025208.1 

2173451 217485 
ales; Coryne 


eae; 


ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref |NR_025193.1 
08 2191561 Amphib 


ref|NR_025179.1 


ref|NR_025142.1 
cteraceae; Desul 
ref|NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_025127.1 


terium. 
ref|NR_025069.1 

2367647 236907 
e; Mycoplasma. 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Halobacillus trueperi 
cillus trueperi 


Bifidobacterium 
7 Bifidobacterium 


cteriaceae; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Vagococcus fessus 
ccus fessus Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Propionibacterium 
0 Propionibacterium 
acterineae; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Halobacillus salinus 


salinus Bacteria; 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Carnobacterium 
5 Carnobacterium 
erium. 
Rhodococcus 

9 Rhodococcus 
bacterineae; 


Carnobacterium 
acterium viridans 


Amphibacillus 
acillus fermentum 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Mycoplasma 
0 Mycoplasma 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Mycoplasma 
5 Mycoplasma 


ref|NR_025068.1 


Mycoplasma primatum 


2369126 2370587 Mycoplasma primatum Bacteria; 


507942 Bacteria_1 
strain IMMIB D-15 


Methylosarcina. 


507942 Bacteria_16S 


strain AML-C10 16 


Bacteria; 
strain AS4.1521 1 
strain Z-2189 16S 
Firmicutes; 


strain 383 16S ri 
Tenericutes; Moll 


507942 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


507942 Bacteria_16S 
strain TB 16S rib 


Tenericutes; Moll 


507942 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


507942 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


507942 Bacteria_16S 


orisratti strain 
orisratti Bacteri 


507942 Bacteria_16S 


strain A3.12 16S 


Proteobacteria; D 


507942 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


507942 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


507942 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


parasanguinis str 
parasanguinis ATC 


507942 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


507942 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


507942 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


507942 Bacteria_16S 


strain MS1-3 16S 


Bacteroidetes; 
507942 Bacteria_16S 


Clost 
507942 Bacteria_16S 


6S 2383938 2383861 6 81 


gi 


6S 2406731 2406658 1 73 gi 
eria; Firmicutes; Clostridia; 
6S 2412926 2412833 6 96 gi 
ain AML-D4 16S ribosomal RNA, partial 


teria; Proteobacteria; 


2414490 2414397 6 96 
S ribosomal RNA, partial sequence 


gi 


2434177 24341041 73 gi 
Flavobacteria; 


2438714 2438637 6 81 


gi 


2467608 2467547 13 73 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2479493 2479420 1 73 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482512 2482439 1 73 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485535 2485462 1 73 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488567 2488494 1 73 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491591 2491518 1 73 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2496136 2496063 13 84 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2534009 2533948 13 73 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2566995 2566934 11 71 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2599319 2599242 6 81 gi 


gi 


ridia; Clostridiales; Peptococcaceae; 
2614712 2614651 13 73 gi 
bosomal RNA, partial sequence 


2664763 2664690 13 84 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2666325 2666252 13 84 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2667774 2667697 6 81 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
2673865 2673780 14 96 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2678394 2678317 6 81 gi 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


507942 Bacteria_16S 


2679938 2679853 14 96 gi 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_1 
viterbiensis stra 
viterbiensis Bact 
507942 Bacteria_1 
quisquiliarum str 
quisquiliarum Bac 


in JW/MS-VS5 16S ribosomal RNA, partia 
Clostrid 


Gammaproteobact 


2413261 24147 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 
507942 Bacteria_16S 
frigidarium strain A2i 16S ribosomal RNA, partial seque 
Flavobacteriale 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_16S 
2466381 24678 


2478295 24797 


2481316 24827 


2484337 24857 


2487368 24888 


2490394 24918 


2532800 25342 


16S ribosomal RNA, partial sequence 2598095 25994 


2613469 26150 
eltaproteobacteria; Desulfovibrionales; 
507942 Bacteria_16S 


2677198 26786 


219857471 
23827 
nebacterin 
219857456 
1 sequence 
iales; Clo 
219857452 
sequence 

eria; Meth 


219857451 


ethylococc 
219857432 
nce 24329 
s; Flavoba 
219857429 


nebacterin 
219857405 


Clostridiu 
219857397 


219857395 


219857393 


219857391 


219857389 


219857386 
sequence 

ococcaceae 

219857355 


Bacteriov 
219857290 
al sequenc 
idiales; V 
219857269 


Desulfotom 
219857256 


; Desulfov 
219857214 
ial sequen 
illales; § 
219857213 
sequence 

ococcaceae 
219857212 
ence 26665 
ales; Pseu 


219857207 
e sequence 
actobacill 
219857204 


nebacterin 
219857203 


ref|NR_025059.1 
52 2384208 Nocar 
eae; Nocardiacea 
ref |NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025040.1 

2411699 241321 
ylococcales; Met 
ref |NR_025039.1 
aceae; Methylosa 
ref|NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flav 
ref|NR_025017.1 


Nocardiacea 
NR_024993.1 


eae; 
ref 


mM. 


ref |NR_024985.1 


ref|NR_024983.1 


ref|NR_024981.1 


ref |NR_024979.1 


ref|NR_024977.1 


ref |NR_024974.1 

2494920 249625 
; Streptococcus. 
ref |NR_024943.1 
56 Peredibacter 
oracaceae; Pered 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024900.1 


aculum. 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 

2665089 266654 
; Streptococcus 
ref|NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024832.1 


eae; Nocardiacea 
ref|NR_024831.1 


juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 


d 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 

Caloramator 
6 Caloramator 
oramator. 

Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 

Flavobacterium 
acterium frigidarium 
obacterium. 

Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Streptococcus 
6 Streptococcus 


Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Lactobacillus 

4 Lactobacillus 

llus. 

Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Lentibacillus 


2678696 268021 


9 Lentibacillus 


507942 Bacteria_ 


strain IFM 10088 


Nocardiaceae; Noc 
507942 Bacteria_ 


strain SIR-1 16S 


16S 2688893 2688816 6 81 gi 


16S 2720366 2720289 6 81 gi 


ne 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_ 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 


bacte 
219857175 
sequ 


219857197 
891 
rineae; 


ence 2719156 272065 


ref|NR_024825.1| Nocardia sienata 
13 Nocardia sienata Bacteria; 
Nocardiaceae; Nocardia. 
NR_024803.1| Nocardia 

4 Nocardia 


ref 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ardia. 
16S 2731098 2731013 1 84 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 


Proteobacteria; 


strain IFO 13911 


Deltaproteobacteria; Myxococcales; Nannoc 
507942 Bacteria_ 


16S 2801386 2801317 3 71 


gi 


16S 2811983 2811898 14 96 gi 


Fl 
gi 


Bacteroidetes; Flavobacteria; 


16S 2813477 2813392 14 96 


Bacteroidetes; Flavobacteria; 
2834668 2834591 6 81 gi 
1 16S ribosomal RNA, partial sequence 


16S 


s 
av 


MBIC1140 16S ribosomal RNA, partial seq 
Flavob 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_ 
amylolyticum strain MBIC4355 16S ribosomal RNA, partial 
amylolyticum Bacteria; 
507942 Bacteria_ 
mesophilum strain 
mesophilum Bacteria; 
507942 Bacteria_ 
strain MK703-102F 


omonosp 
219857109 
equence 
obact 
219857108 
uence 
acteriales; 
219856901 
28334 


ystin 
219857116 
016 
orineae; 


eae; 


eriales; 


Nannocystaceae; 
ref|NR_024744.1 


Plesiocystis. 
Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024737.1| Tenacibaculum 

2810779 2812222 Tenacibaculum 
Flavobacteriaceae; Tenacibaculum. 
ref|NR_024736.1| Tenacibaculum 

2812273 2813716 Tenacibaculum 
Flavobacteriaceae; Tenacibaculum. 
ref|NR_024722.1| Nocardia vinacea 
66 2834941 Nocardia vinacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

507942 Bacteria_16S 2878038 2877953 14 96 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

507942 Bacteria_16S 2925334 2925261 13 84 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

507942 Bacteria_16S 2938732 2938655 6 81 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 

507942 Bacteria_16S 2985830 2985753 6 81 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 


strain 10.268-1 1 


Nocardiaceae; 


507942 Bacteria_ 


strain IFO 15059 


Succinivibrio. 


507942 Bacteria_16S 


strain S369-98-1 
Firmicutes; 


507942 Bacteria_16S 


16S 2987352 2987275 6 81 gi 


16S 2988878 2988801 6 81 gi 


16S 3057267 3057210 14 70 gi 


Proteobacteria; 


3064891 3064810 5 84 gi 


ne 


ne 


se 
Gammaproteobact 


e; 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_ 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, par 
wratislaviensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 


bacterineae; 
219846932 
tial sequence 
Actinomycetales; 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
507942 Bacteria_ 
dextrinosolvens strain 0554 16S ribosomal RNA, partial 
dextrinosolvens Bacteria; 


bacterineae; 
219846884 
quence 

eria; Aeromonadales; 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


Lactobacillales; Streptococcaceae; Streptococcus. 
3141279 3141194 14 96 gi| 219846828 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemel 


Bacillales; 


Proteobacteria; 


Bacteria; 


strain NR-27 16S 
Bacteroidetes; 


strain DSM 10022 
Firmicutes; 


507942 Bacteria_16S 
aeronauticum strain DSM 10349 16S ribosomal RNA, partia 
aeronauticum Bacteria; 
507942 Bacteria_16S 

strain Feox-1 16S ribosomal RNA, 


Bacil 
507942 Bacteria_16S 
pedioforme strain 
pedioforme Bacter 
507942 Bacteria_16S 
strain CE2203 16S 


Sphingobacteria; 
507942 Bacteria_16S 


Clostridia; 


Gemel 
gi 


lales Family XI. Incertae Sedis; 
3150385 3150300 14 96 


ia; Proteobacteria; Gammaproteobacteria; 
3173266 3173181 14 96 gi 
ribosomal RNA, partial sequence 


Gammaproteobacteria; Chromatiales; Chroma 
507942 Bacteria_16S 
thoraltensis strain S69 16S ribosomal RNA, partial sequen 
Firmicutes; 
507942 Bacteria_16S 


3217303 32172225 84 gi 
Lactobacillales; Streptococcaceae; 
3218841 3218780 13 73 gi 


ribosomal RNA, partial sequence 
3230852 3230783 14 81 gi 
Clostridiales; 


3247667 3247590 6 81 gi 
1 
Firmicutes; Clostridia; 

3270105 3270012 6 96 


complete sequence 


gi 


la 
219846822 
uence 

Chromatiale 
219846806 
3172065 31735 
tiaceae; 
219846776 
ce 32160 
Streptoc 
219846775 
3217640 32191 
Sphingobacteriales; Flammeovirgac 
219846767 
16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fami 


DSM 3802 16S ribosomal RNA, partial seq 


Clostridia 


les; 


ly XI. 
219846756 
sequence 


I 


Pep 


219846741 
3268876 3270396 Leptothrix mobilis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


05 Nocardia flavorosea Bacteria; 
Nocardiaceae; Nocardia. 
NR_026524.1| Rhodococcus 
2986156 2987629 Rhodococcus 
Corynebacterineae; 


ref 


ref|NR_026523.1| Skermania piniformis 
56 Skermania piniformis Bacteria; 
Gordoniaceae; Skermania. 
ref|NR_026476.1| Succinivibrio 
3056079 3057541 Succinivibrio 
Succinivibrionaceae; 


Streptococcus ovis 
ovis Bacteria; 


ref|NR_026471.1 
27 Streptococcus 


ref|NR_026420.1| Gemella bergeri strain 
la bergeri Bacteria; Firmicutes; 


ref 
3 


NR_026414.1| Thiolamprovum 

149167 3150625 Thiolamprovum 

s; Chromatiaceae; Thiolamprovum. 

ref |NR_026398.1| Thiorhodococcus minor 

14 Thiorhodococcus minor Bacteria; 

Thiorhodococcus. 

ref|NR_026368.1] Streptococcus 

71 3217589 Streptococcus thoraltensis 

occus. 

ref|NR_026367.1| Thermonema rossianum 

04 Thermonema rossianum Bacteria; 

eae; Thermonema. 

ref|NR_026359.1| Peptoniphilus ivorii 

30 Peptoniphilus ivorii Bacteria; 

ncertae Sedis; Peptoniphilus. 

ref|NR_026348.1|] Desulfotomaculum 
3246473 3247948 Desulfotomaculum 

tococcaceae; Desulfotomaculum. 

ref |NR_026333.1| Leptothrix mobilis 


507942 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


507942 Bacteria_16S 


strain M17C 16S r 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


507942 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain DSM 43205 
Actinobacteria; A 


507942 Bacteria_16S 


strain DSM43338 
Actinobacteria; A 


507942 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


507942 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain 234/92 16S 
Actinobacteria; A 


507942 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


507942 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


507942 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


507942 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


507942 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


507942 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


507942 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


507942 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


507942 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


507942 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


507942 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


507942 Bacteria_16S 


3363182 3363097 14 96 gi 
lales; Bacillaceae; Salimicrobium. 
3375208 3375139 14 81 gi 
ridia; Halanaerobiales; Halobacteroida 
3378279 3378202 6 81 gi 
ibosomal RNA, partial sequence 


3379814 3379753 13 73 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


3445590 3445529 11 71 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3473119 3473042 6 81 gi 


ctinobacteridae; Actinomycetales; Cory 
3474654 3474577 6 81 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3477703 3477626 6 81 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3539935 3539850 14 


96 gi 
lales; Bacillaceae; Bacillus. 
3541507 3541422 14 96 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3572069 3571992 6 81 
ribosomal RNA, partial sequence 
ctinobacteridae; Bifidobacteriales; 
3590326 3590233 6 96 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Id 
3663257 3663172 14 96 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3678542 3678481 13 73 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3690598 3690525 1 73 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3751617 3751532 13 96 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3753145 3753072 1 73 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759193 3759120 1 73 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3798353 3798261 6 96 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3808875 3808814 13 73 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3812007 3811922 14 96 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3854474 3854381 6 96 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3869652 3869587 1 65 gi 
in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 


gi 


gi 


Tu 
gi 


219846675 


16S ribosomal RNA, partial sequence 3361953 33634 


219846667 


6S ribosomal RNA, partial sequence 3374001 33754 


ceae; Oren 
219846664 


3377063 33785 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 


ococcineae 
219846663 
equence 

a; Desulfo 


219846613 
ence 34443 
nellaceae; 
219846594 


16S ribosomal RNA, partial sequence 3471913 34733 


nebacterin 
219846593 
34734 
nebacterin 
219846591 
al sequenc 
e; 


219846550 


6S ribosomal RNA, partial sequence 3538695 35402 


219846549 


complete sequence 3540266 35417 


219846528 


3570843 35723 


ricella. 
219846516 


3589120 35906 


eonella. 
219846463 
al sequenc 
teria; Alt 
219846452 
uence 

es; Deferr 
219846444 


3689398 36908 


219846398 

quence 

asmataceae 
219846397 


3751943 37534 


219846393 


3757993 37594 


219846364 


3797117 37986 


ciricketts 
219846357 
ence 38076 
obacterale 
219846355 
38107 
e; Carnoba 
219846326 


3853246 38547 


ptothrix. 

219846316 
nce 38684 
obacterale 


3882000 3881923 6 81 gi 


219846308 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


Actinomycet 


ref |NR_026267.1 
41 Salimicrobium 
ref |NR_026259.1 
ia. 


ref |NR_026256.1 


; Dermacoccaceae 
ref|NR_026255.1 

3378593 338009 
vibrionales; Des 


ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026186.1 


eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_026142.1 
15 Bacillus 


ref|NR_026141.1 
87 Bacillus 


ref |NR_026120.1 


ref|NR_026108.1 


ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_026035.1 


ref|NR_025989.1 

3750418 375189 
; Mycoplasma. 
ref|NR_025988.1 


ref |NR_025984.1 


ref|NR_025955.1 
iaceae; Cyclocla 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025916.1 


ref|NR_025906.1 
19 3869879 Arcoba 
s; Campylobacter 


Salimicrobium album 
album Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Succiniclasticum 
iclasticum ruminis 
m. 

Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 
bacterineae; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 

Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Carnobacterium 
acterium funditum 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Arcobacter 
cter nitrofigilis 
aceae; Arcobacter. 


ref|NR_025898.1 
3880766 388228 


Thermoanaerobacter 
7 Thermoanaerobacter 


thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 
507942 Bacteria_16S 


4004813 4004728 14 


96 


gi 


219846222 


ref|NR_025812.1 


Pontibacillus 


chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

507942 Bacteria_16S 4015334 4015249 14 96 gi|219846213|ref|NR_025803.1| Winodgradskyella 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
507942 Bacteria_16S 4050272 4050195 6 81 gi| 219846187 |ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
507942 Bacteria_16S 4075793 4075716 6 81 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

507942 Bacteria_16S 4103010 4102925 14 96 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 4133383 4133298 14 96 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

507942 Bacteria_16S 4188738 4188677 13 73 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

507942 Bacteria_16S 4190280 4190187 6 96 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

507942 Bacteria_16S 4209830 4209745 14 96 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

507942 Bacteria_16S 4222120 4222035 14 96 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

507942 Bacteria_16S 33120 33040 3 81 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

507942 Bacteria_16S 66370 66290 3 81 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

507942 Bacteria_16S 67854 67766 13 98 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

507942 Bacteria_16S 81231 81147 14 96 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

507942 Bacteria_16S 119511 119431 3 81 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

507942 Bacteria_16S 121012 120932 3 81 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
507942 Bacteria_16S 124100 124020 3 81 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
507942 Bacteria_16S 137717 137637 3 81 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

507942 Bacteria_16S 139276 139196 3 81 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
507942 Bacteria_16S 140805 140725 3 81 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
507942 Bacteria_16S 146797 146741 13 69 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 
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220432 220352 3 81 gi| 265678916 |ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

221867 221787 3 81 gi|265678915|ref|NR_029223.1| Mycobacterium 
2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

284058 283998 14 73 gi|265678871|ref|NR_029177.1| Desulfobacter 
in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

285618 285522 3 96 gi|265678870|ref|NR_029176.1| Desulfobulbus 
in M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 

296261 296209 14 65 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
6S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

311438 311358 3 81 gi|265678853|ref|NR_029159.1| Borrelia japonica 
ibosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

329706 329628 5 81 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
acter. 

349619 349539 3 81 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
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507942 Bacteria_16S 583108 583040 6 73 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

507942 Bacteria_16S 602564 602504 14 73 gi| 265678651 |ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

507942 Bacteria_16S 636137 636057 3 81 gi|265678627|ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

507942 Bacteria_16S 637668 637588 3 81 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

507942 Bacteria_16S 648537 648457 3 81 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

507942 Bacteria_16S 675523 675443 3 81 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
507942 Bacteria_16S 705592 705512 3 81 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

507942 Bacteria_16S 720795 720707 13 98 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 

507942 Bacteria_16S 756488 756408 3 81 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

507942 Bacteria_16S 779524 779464 14 73 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
507942 Bacteria_16S 840702 840622 3 81 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

507942 Bacteria_16S 885933 885853 3 81 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 

507942 Bacteria_16S 887469 887389 3 81 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

507942 Bacteria_16S 908877 908790 13 97 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

507942 Bacteria_16S 912029 911949 3 81 gi|265678437|ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

507942 Bacteria_16S 935283 935223 14 73 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
507942 Bacteria_16S 944518 944422 3 96 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

507942 Bacteria_16S 947645 947549 3 96 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

507942 Bacteria_16S 969201 969121 3 81 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

507942 Bacteria_16S 976887 976827 14 73 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
strain SS-2 16S ribosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

507942 Bacteria_16S 1054771 1054719 14 65 gi|265678341|ref|NR_028643.1| Sulfurimonas 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Sulfurimonas. 

507942 Bacteria_16S 1068386 1068298 13 98 gi| 265678332 |ref|NR_028634.1| Sphingomonas 
yabuuchiae strain Al1-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 


507942 Bacteria_16S 1078689 1078601 13 98 gi|265678324|ref|NR_028626.1| Sphingomonas melonis 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 1077529 1078967 Sphingomonas melonis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

507942 Bacteria_16S 1118093 1118021 14 84 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

507942 Bacteria_16S 1137695 1137615 3 81 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

507942 Bacteria_16S 1161934 1161854 3 81 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 
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74 Subtercola frigoramans Bacteria; 
Microbacteriaceae; 


Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 
Micrococcineae; Microbacteriaceae; 


Subtercola. 
Streptococcus 
5 Streptococcus 


Sphingomonas koreensis 


97 Sphingomonas koreensis Bacteria; 
Sphingomonas. 


Sphingomonas aquatilis 


aquatilis Bacteria; 
Sphingomonas. 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Clostridium 
8 Clostridium 
Clostridium. 
Anoxybacillus 
1 Anoxybacillus 


Sulfurovum 
0 Sulfurovum 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 
Okibacterium 

8 Okibacterium 

ccineae; 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 
; Microbacteriaceae; 


Agromyces. 
Borrelia sinica strain 
ria; Spirochaetes; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


ref|NR_024636.1 
2958622 296006 


Microbacterium 
1 Microbacterium 


gi 


sequence 


gi 


gi 


sequence 


gi 


219846918 


219846917 
30089 
219846916 


219846915 
30119 
219846914 
30134 
219846913 
30150 
2198469 
301 
2198469 
301 
2198469 
30194 
219846909 
30224 
219846908 
30225 
219846907 
30240 
219846906 
30255 
219846905 


sequence 


gi 


gi 


219846904 
30285 
219846903 
30300 
219846901 
30331 
219846900 
30331 
219846899 
30346 
219846898 


sequence 


gi 
gi 


gi 


gi 


gi 


219846897 
30377 
219846896 
30392 
219846895 
30407 
219846894 
30423 
219846892 
30438 
219846891 


sequence 


gi 
gi 


gi 


219846890 
30469 
219846889 
30484 
219846888 


sequence 


gi 
gi 


gi 


219846887 
30514 
219846886 
30529 
219846885 


sequence 


gi 


219846884 


sequence 


gi 


219846883 


sequence 


gi 


gi 


219846882 
30605 


NR_026510.1 
3007504 300889 
NR_026509.1 
42 3010362 
ref|NR_026508.1 
3010413 301189 
ref|NR_026507.1 
45 3013441 
ref|NR_026506.1 
92 3015017 
ref|NR_026505.1 
68 3016531 
ref|NR_026504.1 
18 
ref 
30 
ref|NR_026502.1 
81 3020955 
ref|NR_026501.1 
77 
ref|NR_026500.1 
28 3023984 
ref |NR_026499.1 
35 3025459 
ref |NR_026498.1 
10 3026975 
ref |NR_026497.1 
3027026 302853 
NR_026496.1 
83 3030038 
ref|NR_026495.1 
89 3031577 
ref|NR_026493.1 
15 
ref |NR_026492.1 
66 3034644 
ref|NR_026491.1 
95 3036166 
ref |NR_026490.1 
3036217 303768 
ref |NR_026489.1 
37 3039205 
ref|NR_026488.1 
56 3040745 
ref |NR_026487.1 
96 3042268 
ref |NR_026486.1 
19 3043795 
ref |NR_026484.1 
46 3045309 
ref |NR_026483.1 
3045360 304685 
ref |NR_026482.1 
02 3048403 
ref|NR_026481.1 
54 3049838 
ref |NR_026480.1 
3049889 305136 
NR_026479.1 
18 3052942 
ref |NR_026478.1 
93 3054482 
ref|NR_026477.1 
3054533 305602 
ref |NR_026476.1 
3056079 305754 
ref|NR_026475.1 
3057592 305905 
ref|NR_026474.1 
94 


NR_026503.1 


219846881 
30606 


1 


4 


1 


7 


8 


1 


3 


ref |NR_026473.1 
45 3062135 


Halospirulina tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial 
Lactobacillus fornicalis strain TV1018 16S ribosomal RNA, partial sequence 
Modestobacter multiseptatus strain AA826 16S ribosomal RNA, partial 
Marmoricola aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
Acidovorax defluvii strain BSB411 16S ribosomal RNA, complete sequence 
Dysgonomonas gadei strain 1145589 16S ribosomal RNA, partial sequence 
Orenia salinaria strain SG3902 16S ribosomal RNA, partial sequence 3016582 
Thermus oshimai strain SPS-17 16S ribosomal RNA, partial sequence 3017969 
Thermus antranikianii strain HN3-7 16S ribosomal RNA, partial sequence 
Thermus igniterrae strain RF-4 16S ribosomal RNA, partial sequence 3021006 
Gordonia polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 
Enterococcus raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 
Phenylobacterium immobile strain E 16S ribosomal RNA, partial sequence 
Desulfonispora thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial 
Anaerobacter polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 
Clostridium cocleatum strain I50 16S ribosomal RNA, partial sequence 
Clostridium indolis strain 7 16S ribosomal RNA, partial sequence 3031628 
Clostridium cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 
Clostridium disporicum strain DS1 16S ribosomal RNA, partial sequence 
Clostridium sartagoforme strain DSM 1292 16S ribosomal RNA, partial 
Vagococcus fluvialis strain M-29c 16S ribosomal RNA, partial sequence 
Gordonia alkanivorans strain HKI 0136 16S ribosomal RNA, partial sequence 
Facklamia languida strain 1144-97 16S ribosomal RNA, partial sequence 
Desulfovibrio zosterae strain lacT 16S ribosomal RNA, partial sequence 
Rarobacter faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
Ornithinicoccus hortensis strain HKI 0125 16S ribosomal RNA, partial 
Facklamia tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 
Eremococcus coleocola strain M1832/95/2 16S ribosomal RNA, partial sequence 
Desulfovibrio sulfodismutans strain ThAcOl 16S ribosomal RNA, partial 
Malonomonas rubra strain GraMall 16S ribosomal RNA, complete sequence 
Formivibrio citricus strain CreCitl 16S ribosomal RNA, partial sequence 
Propionivibrio dicarboxylicus strain CreMall 16S ribosomal RNA, partial 
Succinivibrio dextrinosolvens strain 0554 16S ribosomal RNA, partial 
Succinimonas amylolytica strain DSM 2873 16S ribosomal RNA, partial 
3059104 


Thauera selenatis strain AX39 16S ribosomal RNA, partial sequence 


Thauera mechernichensis strain TL1 16S ribosomal RNA, partial sequence 


507942 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


507942 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


507942 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


507942 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


507942 Bacteria_16S 


strain 801 16S ri 


limneticum strain 
Bacteria; Proteob 


507942 Bacteria_16S 


strain TAGA27 16S 


halotolerans DSM 
Bacteria; Proteob 


507942 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


507942 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 
507942 Bacteria_16S 


arcachonense stra 
arcachonense Bact 
Sulfurospirillum. 


507942 Bacteria_16S 


strain IFO 10550 
Proteobacteria; A 
507942 Bact 
strain IFO 15498 
Proteobacteria; A 
507942 Bact 
strain DSM 11140 
Actinobacteria; A 
507942 Bact 
strain DSM 10020 

Firmicutes; Clost 
507942 Bact 
strain BN6 16S ri 
Proteobacteria; A 


507942 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 
Dactylosporangium 


507942 Bacteria_16S 


strain DSM 43852 
Actinobacteria; A 


507942 Bacteria_16S 


strain DSM 3133 1 
Actinobacteria; A 


507942 Bacteria_16S 


strain DSM 43045 
Actinobacteria; A 


507942 Bacteria_16S 


strain DSM 20145 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
3507877 3507797 3 81 gi 
DSM 20166 16S ribosomal RNA, partial s 


a; Actinobacteria; Actinobacteridae; A 


507942 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


eria_l 


eria_l 


eria_l 


eria_16S 


2962908 2962836 14 84 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2964457 2964385 14 84 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2969012 2968932 3 81 gi 
in NM-1 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
eae; Microlunatus. 
2999536 2999456 3 81 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3007190 3007110 3 81 gi 
bosomal RNA, partial sequence 


gi 


Streptoc 
gi 


3075154 3075058 3 96 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3094761 3094681 3 81 gi 
ribosomal RNA, partial sequence 


3112732 3112672 14 
11383 1 
acteria 


73 gi 
6S ribosomal RNA, partial seque 
Deltaproteobacteria; Desulfob 
81 gi 
10 16S ribosomal RNA, partial s 


, 


3115816 3115736 3 
DMMZ 17 
a; Acti 


3153444 3153364 3 
16S rib 


81 gi 
cteridae; Actinomycetales; Micr 
3159687 3159635 14 65 gi 
in F1F6 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


3209730 3209642 13 98 gi 
lphaproteobacteria; Sphingomonadales; 
6S 3211222 3211134 13 98 gi 


lphaproteobacteria; 
6S 3226354 3226274 3 


Sphingomonadales; 
81 gi 


ctinobacteridae; Actinomycetales; Micr 
6S 3232389 3232309 3 81 gi 


ridia; Clostridiales; Clostridiales Fa 
3312718 3312630 13 98 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

3343113 3343033 3 81 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3397891 3397811 3 81 gi 
ctinobacteridae; Actinomycetales; Micr 
3488334 3488254 3 81 gi 


ctinobacteridae; Actinomycetales; Micr 
3504832 3504752 3 81 gi 


ctinobacteridae; Actinomycetales; Micr 
3506359 3506279 3 81 gi 


507942 Bacteria_16S 


nobacteria; Actinobacteridae; Act 


219856815 


2961676 29631 


occus. 
219856814 


2963222 29647 


occus. 
219846945 

uence 

Actinomy 


, 


219846924 
sequence 
eae; Anoxy 
219846919 


3005987 30074 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 


ococcineae 
219846872 
ence 30739 
ales; 
219846859 


3093562 30950 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 


ococcineae 
219846847 
nee 31115 
acterales; 
219846845 
equence 

inomycet 


219846820 


osomal RNA, partial sequence 3152235 31537 


ococcineae 
219846816 
uence 

teria; 


219846782 


16S ribosomal RNA, partial sequence 3208570 32100 


Sphingomon 
219846781 


16S ribosomal RNA, partial sequence 3210062 32115 


Sphingomon 
219846770 


16S ribosomal RNA, partial sequence 3225149 32266 


ococcineae 
219846766 


16S ribosomal RNA, partial sequence 3231181 32326 


mily XI. I 
219846712 


3311548 33129 


Sphingomon 
219846689 
nce 33419 
ales; Micr 


219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


ococcineae 
219846584 


6S ribosomal RNA, partial sequence 3487117 34886 


ococcineae 
219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


ococcineae 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


ococcineae 
219846571 
equence 
ctinomycet 


3509398 3509318 3 81 gi 


Rhod 


Campylo 


ref|NR_024634.1 
71 Streptococcus 


Streptococcus porcinus 
porcinus Bacteria; 


ref|NR_024633.1 
20 Streptococcus 


Streptococcus canis 
canis Bacteria; 


ref |NR_026537.1 
2967820 296928 
cetales; Propion 


Microlunatus 
7 Microlunatus 
ibacterineae; 


ref |NR_026516.1 
2998293 299981 
bacillus. 
ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 
; Microbacteriaceae; Frigoribacterium. 
ref|NR_026464.1| Ferribacterium 
12 3075441 Ferribacterium limneticum 
ocyclaceae; Ferribacterium. 
ref|NR_026451.1| Kocuria palustris 
28 Kocuria palustris Bacteria; 
; Micrococcaceae; Kocuria. 
ref|NR_026439.1| Desulfobacter 
17 3112988 Desulfobacter halotolerans 
Desulfobacteraceae; Desulfobacter. 
ref|NR_026437.1| Microbacterium 
3114620 3116080 Microbacterium 
ales; Micrococcineae; Microbacteriaceae; 


Anoxybacillus 
6 Anoxybacillus 


’ 


ref|NR_026412.1] Terracoccus luteus 
13 Terracoccus luteus Bacteria; 

; Intrasporangiaceae; Terracoccus. 
ref|NR_026408.1| Sulfurospirillum 
158497 3159929 Sulfurospirillum 
bacterales; Campylobacteraceae; 


w 


ref|NR_026374.1| Sphingomonas mali 
11 Sphingomonas mali Bacteria; 
adaceae; Sphingomonas. 

ref |NR_026373.1| Sphingomonas 
03 Sphingomonas pruni Bacteria; 
adaceae; Sphingomonas. 
ref|NR_026362.1| Janibacter limosus 

21 Janibacter limosus Bacteria; 

; Intrasporangiaceae; Janibacter. 
ref|NR_026358.1| Peptoniphilus harei 

56 Peptoniphilus harei Bacteria; 

ncertae Sedis; Peptoniphilus. 
ref|NR_026304.1| Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
adaceae; Sphingobium. 

ref|NR_026281.1| Dactylosporangium 

03 3343371 Dactylosporangium thailandense 
omonosporineae; Micromonosporaceae; 


pruni 


ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 
; Cellulomonadaceae; Oerskovia. 
ref|NR_026176.1| Actinotalea fermentans 
02 Actinotalea fermentans Bacteria; 
; Cellulomonadaceae; Actinotalea. 
ref|NR_026165.1] Agromyces ramosus 
04 Agromyces ramosus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_026164.1| Microbacterium barkeri 
22 Microbacterium barkeri Bacteria; 
; Microbacteriaceae; Microbacterium. 
ref|NR_026163.1| Microbacterium 

3506673 3508141 Microbacterium 
ales; Micrococcineae; Microbacteriaceae; 


, 


219846570 


liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 


ref|NR_026162.1| Microbacterium 
3508192 3509665 Microbacterium 


liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


507942 Bacteria_16S 
imperiale strain 
imperiale Bacteria; 
Microbacterium. 
507942 Bacteria_16S 
strain DSM 7485 1 


507942 Bacteria_16S 


strain DSM 7486 16S ribos 
Actinobacteria; Actinobac 


507942 Bacteria_16S 
strain DSM 20542 


507942 Bacteria_16S 
strain DSM 20528 


507942 Bacteria_16S 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
507942 Bacteria_16S 


mediocidica strain IFO 14789 16S ribosomal RNA, partial 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
507942 Bacteria_16S 


DSM 2053 
Actin 


6S ribos 


Actinobacteria; Actinobac 


16S ribo 
Actinobacteria; Actinobac 


3510918 3510838 3 


3513966 3513886 3 


3515490 3515410 3 


3517009 3516929 3 


3518531 3518451 3 


3641875 3641795 3 


3643407 3643327 3 


3644939 3644859 3 


81 


0 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Act 


81 


omal RNA, partial sequence 3512760 35142 


teridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 


81 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micrococcineae; 


81 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae; 


81 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


81 


81 


81 


strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 
strain C8ST5 16S 
Bacteroidetes; 
507942 Bacteria_16S 
acrylicus strain 
Bacteria; 
507942 Bacteria_16S 


michiganensis subspecies tessellarius strain 78181 16S 


Flavobacteria; 


3702607 3702547 14 


3766758 3766698 14 


3769636 3769556 3 


73 


ribosomal RNA, partial sequence 
Flavobacteriales; 


73 


W218 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


81 


Flavobacteriaceae 


gi| 219846569 


gi|219846567 


gi|219846566 


gi|219846565 


gi|219846564 


gi|219846478 


219846477 
sequence 
Actinomyc 


gi 


gi|219846476 
3643713 36451 
Streptomycinea 
gi| 219846435 
3701387 37028 


219846387 
37655 


gi 


219846385 
ribosomal 


gi 


inomycet 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


etal 
ref 


e; S 
ref 


7 Ge 
ref 


; De 
ref 
RNA, 


3509716 3 


ales; Micrococcineae; Microbacteriaceae; 


33 Rathayibacter 


54 Rathayibacter 
Microbacteriaceae; Rathayibacter. 


3640656 364213 
Actinomycetales; 


3642181 364366 
Streptomycineae; 


93 Kitasatospora 
treptomycetaceae; Kitasatospora. 
64 Gelidibacter 


67 3766920 Desulf 
sulfovibrionaceae; 


NR_026161.1 
51118 


NR_026159.1 


NR_026158.1 


NR_026157.1 


NR_026156.1 


NR_026070.1 


NR_026069.1 


es; 
NR_026068.1 
NR_026026.1 
lidibacter. 


NR_025978.1 


NR_025976.1 


partial sequence 


Microbacterium 
5 Microbacterium 


Rathayibacter rathayi 
rathayi Bacteria; 


Rathayibacter tritici 
tritici Bacteria; 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
Microbacteriaceae; 


Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 
Microbacteriaceae; 


Curtobacterium. 
Kitasatospora 
0 Kitasatospora 


Streptomycineae; 


Kitasatospora 
2 Kitasatospora 


Kitasatospora azatica 
azatica Bacteria; 


Gelidibacter algens 


algens Bacteria; 


Desulfovibrio 

ovibrio acrylicus 
Desulfovibrio. 
Clavibacter 

3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
507942 Bacteria_16S 
strain ATCC 29543 
Bacteria; 
507942 Bacteria_16S 
strain 2917B 16S 
Firmicutes; 
507942 Bacteria_16S 
strain ATCC 10379 
Bacteria; 
507942 Bacteria_16S 
strain Hk501 16S 
Spirochaetes; 
507942 Bacteria_16S 


Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; 
507942 Bacteria_16S 
salexigens strain 
Bacteria; 
507942 Bacteria_16S 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 


507942 Bacteria_16S 
strain KMM 6029 1 
Bacteroidetes; 
507942 Bacteria_16S 
strain GS5-97 16S 
Firmicutes; 
507942 Bacteria_16S 
strain SW-161 16S 


507942 Bacteria_16S 


Flavobacteria; 


Bacillales; 


3818159 3818107 14 


3872682 3872622 14 


3874269 3874209 14 


3915645 3915565 3 


3917061 3916981 3 


3970971 3970883 13 


3972399 3972303 3 


Proteobacteria; 


3982454 3982394 14 


3994346 3994266 3 


Bacillaceae; 


3995805 3995718 13 


3998790 3998703 13 


Flavobacteriales; 


Micrococcineae; Microbacteriaceae; 


65 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family XI. 


16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family XI. Incertae 


ribosomal RNA, partial sequence 
Spirochaetales; 


98 


WS 68 16S ribosomal RNA, partial sequence 39698 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


96 


Betaproteobacteria; 


73 


6S ribosomal RNA, partial sequence 3981260 39826 
Flavobacteriaceae 


81 


ribosomal RNA, partial sequence 
Geobacillus. 


97 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


97 


3915851 3917216 Borre 
Spirochaetaceae; Borrelia; Borrelia burgdorferi g 


Clavibacter. 
gi|219846351 
38169 


gi|219846245 
R 
gi|219846244 

Burkh 


gi| 219846237 


gi|219846229 
3993148 39945 


gi| 219846228 
3994645 39960 
Erythrobac 


ref 


lia 
roup 
ref 


hodo 
ref 


olde 
ref 


> Bi 
ref 
ref 


tera 


gi|219846226 


donghaensis strain SW-132 16S ribosomal RNA, partial sequence 


donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 


17 3971134 Rhodot 
; 


3971185 397263 


NR_025942.1 


s; Helicobacteraceae; 
73 gi|219846314|ref|NR_025904.1 
3871442 38729 
Incertae Sedis; Gemella. 
73 gi|219846313|ref|NR_025903.1 
3873028 3874564 Gemell 
Sedis; Gemella. 
81 gi|219846284|ref|NR_025874.1 
3914434 39158 
Spirochaetaceae; Borrelia; Borrelia burgdorferi gro 
81 gi| 219846283 |ref|NR_025873.1 


turdi Bacter 


NR_025835.1 


bacteraceae 
NR_025834.1 


riales; Coma 
NR_025827.1 


zionia. 
NR_025819.1 


NR_025818.1 


85 Erythrobacter 


ceae; Erythr 


ref 


NR_025816.1 


Wolinella succinogenes 


54 3818434 Wolinella succinogenes 


Wolinella. 
Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 

Borrelia turdi strain 
ia; Spirochaetes; 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Brachymonas 

6 Brachymonas 
monadaceae; Brachymonas. 
Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Porphyrobacter 


3997630 3999069 Porphyrobacter 


Sphingomonadales; Erythrobacteraceae; 


507942 Bacteria_1 
strain CM2104 16S 


507942 Bacteria_1 


6S 4012325 4012245 3 81 gi|219846215 
ribosomal RNA, partial sequence 4011119 40125 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
6S 4013854 4013794 14 73 gi| 219846214 
6S ribosomal RNA, partial sequence 4012648 40140 


strain KMM 3944 1 
Bacteroidetes; 


Winogradskyella. 


507942 Bacteria_16S 
strain 20-5 16S r 


Fl 
507942 Bacteria_16S 
thalassocola stra 
thalassocola Bact 


avobacteria; Flavobacteriales; 
4016813 4016753 14 73 gi 
in KMM 3907 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 


4024432 4024352 3 81 
ibosomal RNA, partial sequence 


gi 


Flavoba 


ct 

219846212 
sequence 

avobacteri 


219846207 


4023267 40246 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
507942 Bacteria_16S 4118097 4118025 14 84 gi| 219846139 
strain ON59 16S ribosomal RNA, partial sequence 4116858 41183 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
507942 Bacteria_16S 4162839 4162779 14 73 gi| 219846106 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 41630 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
507942 Bacteria_16S 4197870 4197790 3 81 gi| 219846077 
strain G2 16S ribosomal RNA, partial sequence 4196627 41980 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

507942 Bacteria_16S 4212902 4212822 3 81 gi| 219846067 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

507942 Bacteria_16S 4243145 4243073 14 84 gi| 219846040 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococca 
507942 Bacteria_16S 76829 76770 13 71 gi| 265679013 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Ch 
507942 Bacteria_16S 107220 107158 12 73 gi| 265678991 


arabaticum strain 
arabaticum Bacter 


507942 Bacteria_16S 


Halanaerob 
84 gi 


Firmicutes; Clostridia; 
122615 122532 3 


ia; 


amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


507942 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


507942 Bacteria_16S 


strain Benl104 16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


507942 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 


lituiforme strain 
Bacteria; Proteob 


507942 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


507942 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


507942 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


507942 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


507942 Bacteria_16S 


acteria; Deltaproteobacteria; 

244952 244893 13 71 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
252479 252392 14 98 gi 
ribosomal RNA, partial sequence 


Syntroph 
gi 


253954 253867 14 98 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


320362 320291 3 73 
ibosomal RNA, partial sequence 


gi 


364396 364325 13 82 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
394793 394734 13 71 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Lachnospiraceae; 
433444 433357 12 96 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
677128 677057 12 81 gi 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
686033 685962 3 73 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
781042 780971 3 73 gi 
ribosomal RNA, partial sequence 


1071380 1071293 13 97 gi 


Z-7288 16S ribosomal RNA, partial seq 


uence 
iales; Hal 
265678981 
ce 12137 
obacterale 
265678899 


243690 24511 


Megasphae 
265678894 


251300 25272 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
507942 Bacteria_16S 


hodobacter 
265678893 
quence 

ia; Rhodob 


265678847 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
507942 Bacteria_16S 


265678812 
ence 36326 
terales; C 
265678792 

39362 
Oribacter 
265678766 
ence 43219 


265678598 


675861 67745 


ae; Anaero 
265678592 
ce 68477 
acterales; 
265678525 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678330 


eriaceae; 


nibacillus. 


bacu 


ref|NR_025805.1 


; In 
ref 


trasporangia 
NR_025804.1 


; Winogradskyell 
ref |NR_025802.1 

4015607 401703 
ales; Flavobacte 


ref|NR_025797.1 


; Microbacteriac 
ref|NR_025729.1 
54 Streptococcus 


ref|NR_025696.1 


; Algibacter. 
ref|NR_025667.1 
08 Anoxybacillus 


ref|NR_025657.1 


ref|NR_025630.1 

4241925 424342 
ceae; Streptococ 
ref |NR_029321.1 

75652 77039 
lorobiaceae; Chl 
ref |NR_029299.1 

106000 107471 
obacteroidaceae; 
ref |NR_029289.1 
3. 122854 Desulf 
s; Syntrophobact 
ref |NR_029207.1 


ra. 
ref |NR_029202.1 
aceae; Amaricocc 
ref|NR_029201.1 

252777 254201 
acterales; Rhodo 


ref|NR_029152.1 
0 Acholeplasma 
eplasma. 

ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref |NR_029097.1 
6 394999 Oribac 
ium. 
ref|NR_029071.1 
6 433742 Paenib 


ref |NR_028903.1 
6 Anaerobaculum 
lum. 

ref|NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028829.1 


eplasma. 
ref 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 
Winogradskyella 
5 Winogradskyella 
riaceae; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Streptococcus minor 
minor Bacteria; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Streptococcus 
4 Streptococcus 
cus. 
Chlorobaculum 
Chlorobaculum 
orobaculum. 
Acetohalobium 
Acetohalobium 
Acetohalobium. 
Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Acholeplasma palmae 


palmae Bacteria; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Oribacterium sinus 
terium sinus Bacteria; 


Paenibacillus 
acillus favisporus 


Anaerobaculum mobile 
mobile Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Acholeplasma axanthum 


7 Acholeplasma axanthum Bacteria; 


Tistrella mobilis 


NR_028632.1 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 


507942 Bacteria_16S 


strain YLM-32 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 
witflariensis str 


witflariensis Bac 
Sphingopyxis. 


507942 Bacteria_16S 
DSM 20544 16S rib 
Firmicu 
507942 Bacteria_16S 
DSM 43833 16S rib 


Bacteria; 


Bacteria; Actinob 
Thermobispora. 


507942 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


507942 Bacteria_16S 
in MPOB 16S ribosomal RNA, partial seq 
Deltaproteo 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


507942 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
507942 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


507942 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


507942 Bacteria_16S 


micronuciformis s 
micronuciformis B 


507942 Bacteria_16S 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


507942 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


507942 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


507942 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


507942 Bacteria_16S 


columbinasale str 
columbinasale Bac 


507942 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


507942 Bacteria_16S 


strain DNP505 16S 
Actinobacteria; A 


507942 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


507942 Bacteria_16S 


strain IFO 16295 
Actinobacteria; A 


1077196 1077117 4 81 
ribosomal RNA, partial sequence 


gi 


1142259 1142172 13 97 gi 


1164971 1164913 14 
osomal RNA, partial sequence 
tes; Clostridia; 
1171051 1170984 5 
osomal RNA, partial sequence 


71 gi 


71 gi 


1237599 1237540 13 71 


gi 


tes; Clostridia; 


1348157 1348074 3 


Clostridiales; 
84 gi 
Bacteria; 
eae; 


Proteobacteria; 
Syntrophobacter. 


1915596 1915509 12 96 


gi 
tes; Bacillales; Paenibacillaceae; 
1943070 1942983 12 96 gi 
lales; Paenibacillaceae; Paenibacillus 
1956733 1956662 13 82 gi 
ibosomal RNA, partial sequence 
Sphingomonadales; 
2032888 20328215 71 gi 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
2113994 2113907 13 97 gi 
strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteo 


2141285 2141226 13 71 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2195796 2195725 12 81 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2215457 22153741 82 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2281157 2281086 3 73 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2373347 2373264 1 82 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379385 2379312 1 73 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2481002 2480931 1 71 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2497496 2497425 12 81 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2747332 2747261 12 81 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2771257 2771186 12 


gi 


81 gi 


ctinobacteridae; Actinomycetales; Cory 


507942 Bacteria_16S 


ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


Clostridiales; Veillo 


acteria; Actinobacteridae; Actinomycet 


n SYR1 16S ribosomal RNA, partial sequ 
Lachno 


n CM1l 16S ribosomal RNA, partial seque 
Pae 


265678325 


1075986 10774 
ococcineae 


253680762 
quence 
eria; 


228720667 


1163739 11652 
nellaceae; 


228719618 


1169826 11712 
Pseu 


ales; 


219878251 


228720860 
uence 
bacteria; 


219878252 
nce 
ni 
219878233 


16S ribosomal RNA, partial sequence 1941853 19433 


219878224 


1955571 19570 
hingomon 


Sp 
219878174 
en 
Al 
219857659 
al 
bacteria; 
219857641 
rt 
ridiales; 
219857602 
quence 

e; 


219857589 


2214274 22157 


219857546 


2279959 22814 


219857478 


2372144 23736 


2479798 24812 


219857385 


2496307 24977 
bacterin 


ne 
219857156 
equence 

e; 


219857137 


16S ribosomal RNA, partial sequence 2770058 27715 
bacterin 


ne 


2786453 2786386 5 71 gi 


219857126 


Sphi 


ence 12363 
spiraceae; 


19143 
bacillus. 


ce 20316 
icycloba 


sequenc 


ial sequ 


Actinomycet 


Actinomycet 


ref|NR_028627.1| Rarobacter incanus 

78 Rarobacter incanus Bacteria; 

; Rarobacteraceae; Rarobacter. 

ref|NR_028010.1| Sphingopyxis 
1141076 1142557 Sphingopyxis 

ngomonadales; Sphingomonadaceae; 


ref|NR_027596.1| Mitsuokella multacida 
49 Mitsuokella multacida DSM 20544 

Mitsuokella. 
ref|NR_027583.1 
94 Thermobispora 
donocardineae; P 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_027598.1 

1346912 134839 
Syntrophobactera 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Syntrophobacter 
7 Syntrophobacter 
les; 


ref |NR_025391.1 
61 1915860 Paenib 


Paenibacillus 
acillus azoreducens 


ref |NR_025372.1 
47 Paenibacillus 


Paenibacillus cookii 
cookii Bacteria; 
ref |NR_025363.1| Sphingomonas pituitosa 
16 Sphingomonas pituitosa Bacteria; 
adaceae; Sphingomonas. 

ref |NR_025313.1| Alicyclobacillus 
81 2033165 Alicyclobacillus hesperidum 
cillus. 
ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


, 
ref 
ence 
Veil 
ref 


NR_025230.1 

214009 
lonellaceae; 
NR_025190.1 
194621 219603 


ales; Coryne 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


ND 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025066.1|] Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


219857474|ref|NR_025062.1| Mycoplasma 

uence 2378183 2379640 Mycoplasma 
asmataceae; Mycoplasma. 
219857396|ref|NR_024984.1| Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_024784.1] Rhodococcus 

2746146 2747493 Rhodococcus 
ales; Corynebacterineae; 


ref|NR_024765.1| Rhodococcus jostii 
50 Rhodococcus jostii Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_024754.1| Alicyclobacillus 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


507942 Bacteria_16S 
strain VPI-C6-61 
Firmicutes; Clost 
507942 Bacteria_16S 
echinoides strain 
echinoides Bacter 
Sphingomonas. 
507942 Bacteria_16S 
oligophenolica 16 
Proteobacteria; Alphaproteobacteria; 
507942 Bacteria_16S 3262578 3262507 13 
strain LMG 2142 1 
Proteobacteria; Alphaproteobacteria; 
507942 Bacteria_16S 3476171 3476100 12 
strain DSM 4954 1 


2792478 2792419 13 


2865448 2865377 13 


2885735 2885664 13 


507942 Bacteria_16S 
tamworthensis str 
tamworthensis Bac 
Amaricoccus. 
507942 Bacteria_16S 
leopharyngis stra 
Bacteria; Teneric 
507942 Bacteria_16S 
strain BV1 16S ri 
Tenericutes; Moll 


3655576 3655489 14 


3783344 37832611 


3885121 3885038 1 


507942 Bacteria_16S 3997295 3997209 14 97 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

507942 Bacteria_16S 4007731 4007672 13 71 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

507942 Bacteria_16S 4036666 4036580 14 97 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
507942 Bacteria_16S 4097033 4096974 13 71 gi|219846155|ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

507942 Bacteria_16S 4098519 4098460 13 71 gi|219846154|ref|NR_025744.1]| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
507942 Bacteria_16S 4099975 4099916 13 71 gi|219846153|ref|NR_025743.1| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

507942 Bacteria_16S 22345 22287 14 ral gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

507942 Bacteria_16S 69393 69315 5 81 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

507942 Bacteria_16S 70866 70808 14 71 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

507942 Bacteria_16S 90261 90203 14 71 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

507942 Bacteria_16S 110178 110100 5 81 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

507942 Bacteria_16S LL798e 117910 & 81 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

507942 Bacteria_16S 267368 267318 49 97 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 


71 


82 


82 


S ribosomal RNA, partial sequence 
Sphingomonadales; 


82 


81 


98 


ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


82 


in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 


82 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


strain OXB 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 


gi 


16S ribosomal RNA, partial sequence 2791299 27926 
ridia; Clostridiales; Lachnospiraceae; 


gi 


ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


gi 


gi 


6S ribosomal RNA, partial sequence 3261418 32628 
Sphingomonadales; 


gi 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


gi 


3883911 38853 


2884576 28858 
hingomon 


219857122 


Cc 

219856881 
sequence 

a; 


219856866 


Sp 
219846746 


219846592 


219846468 
sequence 
eria; 


219846375 
ence 37821 
coplasma. 

219846306 


Oprococc 


Sphingo 


Sphingomon 


nebacterin 


Rhod 


ref 


us. 
ref 
2 


ref 


ref 


ref 


eae; 
ref 


ref 


ref 


mona 


81 Sphingomonas 
adac 


78 Sphingomonas 
adac 


3654403 36558 
obac 


35 3783570 Mycop 


NR_024750.1 


NR_024700.1 
864276 28657 
dales; Sphi 
NR_024685.1 


eae; Sphing 
NR_026338.1 


eae; Sphing 
NR_026184.1 


Nocardiace 
NR_026060.1 
terales; Rh 


NR_025966.1 


NR_025896.1 


3 
n 


2 
fo} 


1 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Sphingomonas 


oligophenolica Bacteria; 
omonas. 


Sphingomonas trueperi 


trueperi Bacteria; 
omonas. 


Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 
a 


e; Rhodococcus. 
Amaricoccus 

6 Amaricoccus 

dobacteraceae; 


Mycoplasma 
asma leopharyngis 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


266185 267672 Oxalobacter formigenes Bacteria; 


507942 Bacteria_1 
vibrioformis stra 
vibrioformis Bact 
507942 Bacteria_16S 
strain MK (Kaplan 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


507942 Bacteria_16S 


subtile strain F3 


Bacteria; Actinob 
507942 Bacteria_16S 


strain MB312 16S 


gastricus strain 


gastricus Bacteri 
507942 Bacteria_16S 
kentuckyensis str 


kentuckyensis Bac 


Pseudonocardiacea 
507942 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 


Corynebacteriacea 
507942 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


507942 Bacteria_16S 


strain K1l1 16S ri 
Proteobacteria; B 


507942 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


507942 Bacteria_16S 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


507942 Bacteria_16S 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


507942 Bacteria_16S 
glaucum strain IM 


glaucum Bacteria; 
Corynebacteriacea 


507942 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


507942 Bacteria_16S 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


507942 Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


507942 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


507942 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


507942 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


507942 Bacteria_16S 


histaminiformans 
histaminiformans 


507942 Bacteria_16S 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 


6S 294727 294669 14 71 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
317441 317355 14 97 gi 
) 16S ribosomal RNA, partial sequence 


335976 335898 5 81 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
352522 352436 13 96 gi 
ribosomal RNA, partial sequence 


413381 413287 5 

Kx156A7 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; Lactob 
438133 438063 13 81 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 
510150 510072 5 81 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
525313 525235 5 81 gi 
$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


96 gi 
complete se 


534459 534373 13 96 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
549741 549683 14 71 gi 
ribosomal RNA, partial sequence 
ridia; 


gi 


Clostridiales; Veillonellaceae; 
552868 552790 5 81 gi 
613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


574109 574031 5 81 gi 
m strain Medalle X 16S ribosomal RNA, 

m Bacteria; Actinobacteria; Actinobact 
e; Corynebacterium. 
580004 579926 5 81 gi 
MIB R-5091 16S ribosomal RNA, partial 

Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
595139 595069 13 81 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
608671 608593 5 81 gi 
IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 
619504 619426 5 81 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


643866 643808 14 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 

689142 689056 13 96 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
727051 726993 14 71 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
736057 735999 14 71 gi 
strain MR2 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clos 


71 gi 


351363 35277 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
507942 Bacteria_16S 


533233 53475 


548509 55004 


642624 644123 Sporo 


725825 72731 


265678864 

uence 

s; Chlorob 

265678849 
31628 

kettsiacea 


265678834 

33475 
riales; Bi 
265678823 


biaceae; R 
265678779 
quence 

acillaceae 
265678763 
rtial sequ 
e; Actinom 


265678712 
quence 
inomycetal 


265678702 
e 52414 
ales; Cory 


265678696 


mamonadace 
265678686 


265678684 
e 55170 
ales; Cory 


265678670 
partial se 
eridae; Ac 


265678666 
sequence 
inomycetal 


265678656 
1 sequence 
ales; Rumi 
265678646 
al sequenc 
Actinomyce 


265678639 
ce 61837 
ales; Micr 


265678622 


265678590 
equence 

ria; Desul 
265678564 


Succinisp 
265678558 
sequence 
tridiales; 


740746 740669 6 81 gi 


musa 


iace 
ref wl 
2 317695 Ri 
e; Rickettsi 


ref|NR_029139.1 
5 336267 Bifido 
fidobacteriaceae 
ref|NR_029128.1 


hodobium. 
ref |NR_029084.1 

412124 413673 
; Lactobacillus. 
ref|NR_029068.1 
ence 436922 
ycetales; Pseudo 
ref|NR_029017.1 

508981 510331 
es; Corynebacter 


ref |NR_029007.1 
6 525550 Coryne 
nebacterineae; C 
ref|NR_029001.1 


Ottowia. 
NR_028991.1 


ae; 
ref 


ref|NR_028989.1 
3 553077 Coryne 
nebacterineae; C 


ref 
quen 
tino 


NR_028975.1 
ce 572888 
mycetales; C 


ref|NR_028971.1 
578821 580286 
es; Corynebacter 


ref|NR_028961.1 

593943 595404 
nococcaceae; Fae 
ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref |NR_028944.1 
1 619715 Microb 
ococcineae; Micr 
ref |NR_028927.1 
ovata Bacte 


ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref|NR_028868.1 
9 Succinispira 
ira. 
ref |NR_028862.1 

734793 736329 
Veillonellaceae 


265678554 


, 


, 


ref|NR_028858.1 


ria; 


Prosthecochloris 
Prosthecochloris 


ochloris. 


Rickettsia akari 


tsia akari Bacteria; 


Rickettsia; spotted 


Bifidobacterium 


bacterium subtile 


Bifidobacterium. 
Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Lactobacillus 
Lactobacillus 


Amycolatopsis 
438427 Amycolatopsis 


nocardineae; 


Corynebacterium 
Corynebacterium 


ineae; 


Corynebacterium 


bacterium ciconiae 
orynebacteriaceae; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 
Sporomusa. 


Corynebacterium 


bacterium aquilae 
orynebacteriaceae; 


Corynebacterium 
574399 Corynebacterium 


orynebacterineae; 


Corynebacterium 
Corynebacterium 


ineae; 


Faecalibacterium 
Faecalibacterium 


calibacterium. 


Corynebacterium 
Corynebacterium 


terineae; 


Microbacterium 


acterium aerolatum 
obacteriaceae; 


Sporomusa ovata strain 
Firmicutes; 


Desulfobacterium 
Desulfobacterium 


sulfobulbaceae. 


Succinispira mobilis 


mobilis Bacteria; 


Allisonella 

Allisonella 
Allisonella. 
Saccharomonospora 


739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 


Pseudonocardiaceae; Saccharomonospor 


, 


a. 


507942 Bacteria_16S 
jalaludinii strai 
Firmicu 
507942 Bacteria_16S 
suicloacalis stra 
suicloacalis Bact 
507942 Bacteria_16S 
strain MOL361 16S 
Firmicutes; Erysi 
507942 Bacteria_16S 
thermophilum stra 


Bacteria; 


thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodes 
Thermodesulfobacterium. 

507942 Bacteria_16S 808678 808584 5 96 gi| 265678507 |ref|NR_028810.1 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactob 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

507942 Bacteria_16S 863379 863293 13 96 gi|265678470|ref|NR_028773.1 
strain W1219 16S ribosomal RNA, partial sequence 862181 86365 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

507942 Bacteria_16S 1007588 10074945 96 gi| 265678373 |ref|NR_028675.1 


strain 1480D 16S 


765633 765575 14 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
773286 773192 5 96 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
799429 799331 1 96 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
807072 807014 14 71 gi 
in 7 16S ribosomal RNA, partial sequen 


71 gi 


ribosomal RNA, partial sequence 


265678536 
nce 
nellaceae; 

265678531 
quence 
nobacteria 

265678513 
798207 79971 
elotrichac 

265678508 
ce 


1006359 10077 


ref |NR_028840.1 
5 765927 Mitsu 
Mitsuokella. 
ref |NR_028835.1 

772034 773579 
ceae; Atopostip 
ref |NR_028816.1 
4 Turicibacter 
eae; Turicibact 
ref|NR_028811.1 


76438 


80584 


fo} 


e 


2 807361 Thermo 


Mitsuokella 
kella jalaludinii 


Atopostipes 
Atopostipes 
s. 
Turicibacter sanguinis 


sanguinis Bacteria; 
e 


rs 
Thermodesulfobacterium 

desulfobacterium 

ulfobacteriaceae; 


Lactobacillus 
acillus ingluviei 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

507942 Bacteria_16S 1063923 1063865 14 71 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

507942 Bacteria_16S 1072872 1072786 13 96 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

507942 Bacteria_16S 1104373 1104295 5 81 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

507942 Bacteria_16S 1113512 11134345 81 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

507942 Bacteria_16S 1133184 1133102 1 81 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

507942 Bacteria_16S 1180132 1180046 13 96 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

507942 Bacteria_16S 1217892 1217814 5 81 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 1223893 1223796 3 96 gi|219878346|ref|NR_025485.1|] Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 


Firmicutes; Clost 


507942 Bacteria_16S 


strain NCIMB 7030 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 


thermacidophilum 


ridia; Clostridiales; Clostridiaceae; 
1299132 12990501 81 gi 


55 16S ribosomal RNA, partial sequence 


1331239 1331161 6 82 gi 
subsp. porcinum strain P3-14 16S ribos 


Caminicell 
219846893 


ococcineae 
219846082 
omal RNA, 


a. 
ref|NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_025672.1 
complete sequenc 


12979 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Bifidobacterium 

e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


507942 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


507942 Bacteria_16S 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


507942 Bacteria_16S 


strain CCM 132 16 


507942 Bacteria_16S 


strain HM-7 16S r 


Firmicutes; Clost 


1346594 13465165 81 gi|228720938|ref|NR_027599.1 
M 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachy 
tinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
1448159 1448081 5 81 gi|224581422|ref|NR_027203.1 
P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogiba 
tes; Clostridia; Clostridiales; Clostridiales Family XIII. Incer 
1461522 14614445 81 gi|224581412|ref|NR_027193.1 

S ribosomal RNA, partial sequence 1460297 14618 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
1464629 14645515 81 gi|224581410|ref|NR_027191.1 
ibosomal RNA, partial sequence 1463419 1464873 Mogibacterium 
ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
1500986 1500908 5 81 gi|219846622|ref|NR_026214.1 


507942 Bacteria_16S 
afermentans strain CIP 103499 16S ribosomal RNA, 


afermentans subsp 


; Bifidobacteriaceae; Bifidobacterium. 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Mogibacterium 
cterium neglectum 


tae Sedis; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 
Mogibacterium diversum 
diversum Bacteria; 


Mogibacterium. 


complete sequ 


Corynebacterium 
ence 1499786 1501111 


Corynebacterium afermentans subsp. 


Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 


507942 Bacteria_ 


strain ATCC 35185 
Firmicu 


Bacteria; 
507942 Bacteria_ 


goodfellowii stra 


goodfellowii DSM 
507942 Bacteria_ 
strain DSM 12798 


Arthrobacter. 


507942 Bacteria_16S 
stercoricanis str 
stercoricanis Bac 
507942 Bacteria_16S 
felinum strain CC 


felinum Bacteria; 


Corynebacteriacea 
507942 Bacteria_16S 
testudinoris stra 
testudinoris Bact 
Corynebacteriacea 
507942 Bacteria_16S 
vibrioides strain 
vibrioides Bacter 
507942 Bacteria_16S 
6S ribosomal RNA, partial sequence 1881182 18827 


strain DSM 2875 1 
Firmicutes; 


strain DSM 5090 1 
Firmicutes; 


strain DSM 3132 1 
Firmicutes; 


strain DSM 20285 
Firmicutes; 


strain TMW 1.666 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain CF-43 16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


507942 Bacteria_16S 
6S ribosomal RNA, partial sequence 2063988 20654 


strain NNO15840 1 
Bacteroidetes; Fl 


507942 Bacteria_16S 
glaciale strain ACAM 644 16S ribosomal RNA, partial seq 


glaciale Bacteria 


507942 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


507942 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


507942 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


507942 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


507942 Bacteria_16S 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 


Clost 
507942 Bacteria_16S 


Clost 
507942 Bacteria_16S 


Clost 
507942 Bacteria_16S 


Lacto 
507942 Bacteria_16S 


16S 1524990 1524932 14 71 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
16S 1565631 1565558 1 73 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 


16S 1605526 1605448 5 81 gi 


1607067 1606989 5 81 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


, 


1623563 1623497 33 96 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1771279 17712015 81 gi 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
1859430 18593525 81 gi 
in CCUG 41823 16S ribosomal RNA, parti 


ridia; Clostridiales; Veillonellaceae; S 


1884002 1883944 14 71 gi 
ridia; 


Clostridiales; Veillonellaceae; S 


1885582 1885524 14 71 gi 


ridia; Clostridiales; Veillonellaceae; S 


1918754 1918660 5 96 gi 


bacillales; Lactobacillaceae; Pediococ 
1944673 1944579 5 96 gi 
16S ribosomal RNA, complete sequence 

tes; Lactobacillales; Lactobacillaceae 
1959839 19597615 81 gi 
ribosomal RNA, partial sequence 


’ 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
2106460 2106402 14 FL 
ue 
ac 


v 


Flavob 
gi 


Bacteroidetes; Flavobacteria; 
2109476 2109390 13 96 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2153344 2153274 13 81 gi 
in FRR-10 16S ribosomal RNA, partial s 


eria; Proteobacteria; Alphaproteobacte 


cl 


eq 
ri 


2250407 2250321 13 96 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Fructo 
2251932 2251846 13 96 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 


eq 
ba 


ce 


219857527 


ne 
219846059 
ue 
er 
219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 
arilaitensis stra 
arilaitensis Bact 


oc 
219878472 
qu 


219878461 
eq 
ri 

219878357 
qu 
in 


219878295 
al 


219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878276 
6S ribosomal RNA, partial sequence 1884339 18858 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


cus. 
219878232 


219878222 
1958616 19601 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 


219878116 
219873437 
2108290 21097 
219857633 


219857566 


219857565 


ref 
15237 
llaceae; 
ref 
nce 
iales; F 
ref 


a 
ref 


occineae 


ence 
Actinomy 


ref 
uence 
a; Burkh 
ref 
ence 
omycetales; 
ref 
sequenc 


poromusa. 
ref 


poromusa. 
ref 


poromusa. 
ref 


s 
ref 
19433 
Lactobacillu 
ref 


ococcineae; Micrococcacea 

2037482 2037404 5 81 gi|219878170|ref|NR_025309.1 
CL553 16S ribosomal RNA, partial sequence 2036284 2037751 Coryne 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
2065202 2065104 1 96 gi| 219878147 |ref|NR_025286.1 


; Ce 
ref 


eriaceae 


ND 


nce 
teriales 


4 Cr 
ref 
ostridium. 
ref 

2 
bact 


uence 
a; Rhodo 


ref 
uence 

cillus. 
ref 
22507 


2262745 2262687 14 71 gi 


219857558 


ref 


42 1525238 Selen 
Sel 


1564412 15658 
usob 


05 Arthrobacter 
Mi 


1605856 16073 
ceta 
1622384 16238 


olde 


1770072 17714 


e 1858220 18597 


05 Sporomusa 


88 Sporomusa 


98 1944958 Lacto 


16 Arthrobacter 


61 Cellulophaga 


105286 210665 


152193 21536 


2249193 22506 


18 2252192 Fruct 


NR_025115.1 


enomonas. 

NR_025649.1 
9 
acteriaceae; 


NR_025613.1 


crococcaceae 
NR_025611.1 
1 
les; Microco 
NR_025600.1 
3 
riales; Alca 
NR_025496.1 
8 


Corynebacter 


NR_025434.1 
0 


NR_025416.1 


NR_025415.1 
NR_025388.1 


NR_025371.1 
b 
S. 
NR_025361.1 


llulophaga. 
NR_025255.1 


yomorphaceae 
NR_026099.2 


NR_025222.1 
0 
erales; Rhod 
NR_025154.1 


6 


NR_025153.1 
°. 


fo} 


afermentans Bacteria; Actinobacteria; Actinobacteridae; 


Selenomonas sputigena 
monas sputigena 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Corynebacterium 
6 Corynebacterium 
ineae; 


Corynebacterium 
1 Corynebacterium 


eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
1880846 1880788 14 71 gi|219878279|ref|NR_025418.1| Propionispora 
FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
ia; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 
1882426 1882368 14 71 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Arthrobacter albus 


albus Bacteria; 
e: 


Arthrobacter. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


v 


Cellulophaga baltica 


baltica Bacteria; 


Brumimicrobium 

6 Brumimicrobium 
Brumimicrobium. 
Clostridium aldrichii 


’ 


71 Clostridium aldrichii Bacteria; 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


NR_025146.1 


Thermodesulfobacterium 


2261503 2262999 Thermodesulfobacterium 


hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 


Thermodesulfobact 


507942 Bacteria_16S 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


507942 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


507942 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


507942 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


507942 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


507942 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


507942 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


507942 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


507942 Bacteria_16S 
16S ribosomal RNA, partial sequence 2899524 29010 


strain IAM 14848 
Actinobacteria; A 


507942 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


507942 Bacteria_16S 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


507942 Bacteria_16S 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


507942 Bacteria_16S 


strain N2 16S rib 
Proteobacteria; A 


507942 Bacteria_16S 


erium. 


2329416 23293385 81 gi|219857510|ref|NR_025098.1| Microbacterium 
n LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
; Microbacterium. 
2390053 2389983 4 13 gi| 219857467 |ref|NR_025055.1| Mycoplasma microti 
ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
2405212 2405118 5 96 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 
2466040 2465946 5 96 gi| 219857406 |ref|NR_024994.1| Lactobacillus mucosae 
16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
tes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
2524902 2524816 13 96 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 
2655872 2655794 5 81 gi|219857221|ref|NR_024849.1| Corynebacterium 
DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
2669282 2669212 13 81 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
M 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Saccharopolyspora. 
2846893 2846815 5 81 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
7 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
2900749 29006715 81 gi| 219856856 |ref|NR_024675.1| Zimmermannella bifida 


ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 

2919214 2919128 13 96 gi|219856844|ref|NR_024663.1 
rain TH-1 16S ribosomal RNA, partial sequence 2918000 291946 
cteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; H 

3069192 3069114 5 81 gi|219846876|ref|NR_026468.1 
train DSM 8609 16S ribosomal RNA, partial sequence 3067998 306946 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
; Microbacterium. 

3097888 3097810 5 81 gi| 219846857 |ref|NR_026449.1 
MMZ 2439 16S ribosomal RNA, partial sequence 3096668 309807 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
e; Corynebacterium. 

3108260 3108190 13 81 gi|219846850|ref|NR_026442.1 
osomal RNA, complete sequence 3107102 31085 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulu 

3109725 3109655 13 81 gi|219846849|ref|NR_026441.1 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Hydrogenophilus 

0 Hydrogenophilus 

ydrogenophilaceae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Corynebacterium 
1 Corynebacterium 


rineae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Corynebacterium 
3 Corynebacterium 
rineae; 


Desulfocapsa 
3 Desulfocapsa 


ulfobulbaceae; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Corynebacterium 
0 Corynebacterium 
cterineae; 


Corynebacterium 
2 Corynebacterium 
erineae; 


strain N1 16S ribosomal RNA, complete sequence 3108566 31099 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulu 
507942 Bacteria_16S 3120410 31203325 81 gi|219846842|ref|NR_026434.1 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 312059 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

507942 Bacteria_16S 3136785 3136699 13 96 gi|219846831|ref|NR_026423.1 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 313703 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Des 
Desulfocapsa. 

507942 Bacteria_16S 3142838 3142780 14 71 gi| 219846827 |ref|NR_026419.1 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 31431 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

507942 Bacteria_16S 3176315 31762375 81 gi|219846804|ref|NR_026396.1 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 317658 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Corynebacteriaceae; Corynebacterium. 

507942 Bacteria_16S 3179409 31793315 81 gi|219846802|ref|NR_026394.1 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 317953 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

507942 Bacteria_16S 3200819 3200749 13 81 gi|219846788|ref|NR_026380.1 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 319961 


Corynebacterium 
4 3201013 Corynebacterium 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


507942 Bacteria_16S 3203721 3203663 14 EL gi| 219846786 |ref|NR_026378.1 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 32039 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

507942 Bacteria_16S 3208254 32081765 81 gi| 219846783 |ref|NR_026375.1 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Corynebacteriaceae; Corynebacterium. 

507942 Bacteria_16S 3214227 3214149 5 81 gi|219846778|ref|NR_026370.1 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 321302 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacteriaceae; Corynebacterium. 

507942 Bacteria_16S 3215750 3215672 5 81 gi| 219846777 |ref|NR_026369.1 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

507942 Bacteria_16S 3241564 3241495 5 73 gi|219846760|ref|NR_026352.1 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 32418 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

507942 Bacteria_16S 3311289 3311209 3 81 gi| 219846713 |ref|NR_026305.1 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 33114 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
507942 Bacteria_16S 3346159 3346081 5 81 gi| 219846687 |ref|NR_026279.1 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Microm 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonospora. 

507942 Bacteria_16S 3399416 3399338 5 81 gi| 219846646 |ref|NR_026238.1 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 339968 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

507942 Bacteria_16S 3411693 3411635 14 71 gi| 219846637 |ref|NR_026229.1 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
507942 Bacteria_16S 3433815 3433729 14 97 gi|219846621|ref|NR_026213.1 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

507942 Bacteria_16S 3454883 3454805 5 81 gi| 219846607 |ref|NR_026199.1 


strain DSM 20032 


16S ribosomal RNA, partial sequence 3453662 34551 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Micromonospora 
onospora aurantiaca 
Micromonosporaceae; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Dialister pneumosintes 
ter pneumosintes 


Corynebacterium 
bacterium xerosis 


orynebacteriaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

507942 Bacteria_16S 3459435 3459357 5 81 gi|219846603|ref|NR_026195.1| Arthrobacter 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3467045 3466967 5 81 gi|219846598|ref|NR_026190.1| Arthrobacter 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 3465830 3467301 Arthrobacter 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

507942 Bacteria_16S 3552312 3552243 5 73 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

507942 Bacteria_16S 3580989 3580907 13 92 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

507942 Bacteria_16S 3594908 3594838 13 81 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 3602663 3602593 13 81 gi| 219846505 |ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

507942 Bacteria_16S 3683023 3682937 13 97 gi| 219846449 |ref|NR_026040.1| Octadecabacter 
arcticus strain 238 16S ribosomal RNA, partial sequence 3681864 3683252 Octadecabacter arcticus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 
507942 Bacteria_16S 3781789 3781703 14 97 gi|219846376|ref|NR_025967.1| Rickettsia honei 


strain RB 16S rib 
Proteobacteria; A 
fever group. 


507942 Bacteria_16S 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 


cellulosolvens AT 
Ruminococcaceae. 


osomal RNA, partial sequence 


lphaproteobacteria; Rickettsiales; Ricke 


3780594 37820 


ttsiacea 


3851404 3851318 13 96 


gi 


Cc 35603 Bacteria; Firmicutes; Clostridi 


219846328 


e; Rickettsieae; 


ref 


a; Clost 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Bacteroides 


NR_025918.1 
385021 


ridiales; Rumino 


8 3851681 Bacteroides 
coccaceae; unclassified 


gi|219846880 
sequence 

i/ 219846879 
30636 
219846878 
30650 
219846877 
30665 
gi|219846876 
sequence 
gi|219846875 
30695 
219846874 
30724 
219846873 
30738 
219846872 
30739 
219846871 
30754 
219846870 
30769 
219846869 
30784 
219846868 
30800 
219846867 
30816 
gi| 219846866 
sequence 
gi| 219846865 
sequence 
gi|219846864 
30861 
gi| 219846863 
sequence 
gi|219846862 
sequence 

i]219846861 
30905 
219846860 
30935 
219846859 
30950 
219846858 
30950 
gi|219846857 
sequence 

i|219846856 
30981 
219846855 
31010 
219846854 
31010 
gi| 219846853 
sequence 
gi|219846852 
31040 
219846851 
31056 
219846850 
31071 
219846849 
31099 
gi|219846848 
sequence 
gi|219846847 
31115 
219846846 
31130 
gi|219846845 
sequence 


gi 


gi 


gi 


gi 


gi 


gi 


NR_026472.1 
3062186 306360 
NR_026471.1 
51 3065027 
ref|NR_026470.1 
78 3066522 
ref|NR_026469.1 
73 3067947 
ref|NR_026468.1 
3067998 306946 
NR_026467.1 
11 3070973 
ref|NR_026466.1 
16 
ref 
61 
ref|NR_026464.1 
12 3075441 
ref|NR_026463.1 
92 3076924 
ref|NR_026462.1 
75 3078406 
ref|NR_026461.1 
57 3079982 
ref|NR_026460.1 
33 3081558 
ref|NR_026459.1 
09 3083134 
ref |NR_026458.1 
3083185 308466 
ref|NR_026457.1 
3084717 308611 
ref|NR_026456.1 
62 3087556 
ref|NR_026455.1 
3087607 308909 
NR_026454.1 
3089141 309052 
ref|NR_026453.1 
74 3091990 
ref|NR_026452.1 
11 
ref 
28 
ref|NR_026450.1 
79 3096617 
ref|NR_026449.1 
3096668 309807 
ref|NR_026448.1 
22 3099544 
ref|NR_026447.1 
03 
ref|NR_026446.1 
54 3102535 
ref|NR_026445.1 
102586 310404 
ref|NR_026444.1 
98 3105578 
ref|NR_026443.1 
29 3107051 
ref|NR_026442.1 
02 3108515 
ref|NR_026441.1 
80 
ref 


0 


0 


NR_026465.1 


6 


1 


0 


3 


NR_026451.1 


1 


Ww 


7 


NR_026440.1 
110031 311146 
ref |NR_026439.1 
17 3112988 
ref |NR_026438.1 
39 3114569 


Ww 


6 


ref |NR_026437.1 
3114620 3116080 


Sulfitobacter mediterraneus strain CH-B427 16S ribosomal RNA, partial 
Streptococcus ovis strain S369-98-1 16S ribosomal RNA, partial sequence 
Hymenobacter actinosclerus strain 1187 16S ribosomal RNA, partial sequence 
Gemella palaticanis strain M663-98-1 16S ribosomal RNA, partial sequence 
Microbacterium esteraromaticum strain DSM 8609 16S ribosomal RNA, partial 
Vagococcus lutrae strain m1134/97/1 16S ribosomal RNA, partial sequence 
Methylocella palustris strain K 16S ribosomal RNA, partial sequence 3071024 
Balneatrix alpica strain 4-87 16S ribosomal RNA, partial sequence 3072467 
Ferribacterium limneticum strain cda-1 16S ribosomal RNA, partial sequence 
Rhizobium undicola strain ORS 992 16S ribosomal RNA, partial sequence 
Burkholderia caribensis strain MWAP64 16S ribosomal RNA, partial sequence 
Desulfurella multipotens strain RH-8 16S ribosomal RNA, partial sequence 
Desulfurella propionica strain U-8 16S ribosomal RNA, partial sequence 
Desulfurella kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 
Thermoanaerobacter sulfurophilus strain L-64 16S ribosomal RNA, partial 
Paracoccus pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
Paracoccus denitrificans strain 381 16S ribosomal RNA, partial sequence 
Natronincola histidinovorans strain Z-7940 16S ribosomal RNA, partial 
Granulicatella balaenopterae strain M1975/96/1 16S ribosomal RNA, partial 
Ignavigranum ruoffiae strain 1607-97 16S ribosomal RNA, partial sequence 
Kocuria rhizophila strain TA68 16S ribosomal RNA, partial sequence 3092041 
Kocuria palustris strain TAGA27 16S ribosomal RNA, partial sequence 3093562 
Ruminobacter amylophilus strain H 18 16S ribosomal RNA, partial sequence 
Corynebacterium confusum strain DMMZ 2439 16S ribosomal RNA, partial 
Arthrobacter rhombi strain F98.3HR69 16S ribosomal RNA, 


partial sequence 


Facklamia ignava ATCC 700631 16S ribosomal RNA, partial sequence 3099595 
Tindallia magadiensis strain Z-7934 16S ribosomal RNA, partial sequence 
Verrucosispora gifhornensis strain HR1-2 16S ribosomal RNA, partial 
Streptomyces lydicus strain ATCC 25470 16S ribosomal RNA, partial sequence 
Aquamicrobium defluvii strain DSM 11603 16S ribosomal RNA, partial sequence 
Rhodovulum robiginosum strain N2 16S ribosomal RNA, complete sequence 
Rhodovulum iodosum strain N1 16S ribosomal RNA, complete sequence 3108566 
Sporotomaculum hydroxybenzoicum strain BT 16S ribosomal RNA, partial 
Desulfobacter halotolerans DSM 11383 16S ribosomal RNA, partial sequence 
Azoarcus anaerobius strain DSM 12081 16S ribosomal RNA, 


complete sequence 


Microbacterium resistens strain DMMZ 1710 16S ribosomal RNA, partial 


507942 Bacteria_16S 
cellulolyticus st 
cellulolyticus Ba 
507942 Bacteria_16S 
strain RT4. Bl 16 
Firmicutes; Clost 
507942 Bacteria_16S 
sulfidophilum str 
Bacteria; Proteob 
507942 Bacteria_16S 
strain ATCC 15466 
Proteobacteria; B 
507942 Bacteria_16S 
strain KMM 3949 1 
Bacteroidetes; Fl 
507942 Bacteria_16S 
strain KMM 3947 1 
Bacteroidetes; Fl 
507942 Bacteria_16S 
sedimenticola str 
sedimenticola Bac 
507942 Bacteria_16S 
strain KMM 3941 1 
Bacteroidetes; Fl 
507942 Bacteria_16S 
strain KMM 3637 1 


507942 Bacteria_16S 
strain Y12-2 16S 
Bacteroidetes; Fl 
507942 Bacteria_16S 
strain SwW49 16S r 


S ribosomal RNA, 
ridia; 


ribosomal RNA, partial sequence 
avobacteria; 


ibosomal RNA, partial sequence 


Clostridiales; Clostridiaceae; 
3954560 3954490 13 81 gi 


ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 


4038178 4038096 14 93 gi 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Th 


4089636 4089550 13 96 


gi 


6S ribosomal RNA, partial sequence 4088431 40 
avobacteria; 


Flavobacteriales; 


4091125 4091039 13 96 gi 


6S ribosomal RNA, partial sequence 4089922 40 
avobacteria; 


Flavobacteriales; 


4092621 4092535 13 96 gi 


ain KMM 3903 16S ribosomal RNA, partia 
teria; 


Bacteroidetes; 
4094114 4094016 1 


Flavobacteria; 
96 gi 


6S ribosomal RNA, partial sequence 4092900 40 
avobacteria; 


Flavobacteriales; 


4121183 41211011 81 gi 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


4226638 4226552 13 96 gi 
42 
Flavobacteriales; 


4229582 4229496 13 96 gi 


42 


Flavoba 


Flavoba 


F 


Flavoba 


Flavoba 


complete sequence 3879197 38807 
loramato 


Ca 

219846256 
en 
terales; 
219846198 
40 
iomonas 

219846160 


cteriac 
219846159 


cteriac 
219846158 
1 seque 
lavobac 
219846157 
943 
cteriac 
219846137 


oc 
219846051 
25434 42268 
ct 
219846049 
28378 42297 


ce 39533 
R 


370 


898 


eae 


913 
eae 


nce 


ter 


eae 


occineae 


eriaceae 


iam 
ref 


ref 


ref 


v 
ref 


La 
ref 


ref 


v 
ref 


la 
ref 


, 
ref 


99 3954787 Rhodo 
hodo 


4091411 40928 
iale 


NR_025846.1 


bacteraceae; 


NR_025788.1 


01 4038390 Thiomo 


NR_025750.1 


ribacter. 
NR_025749.1 


ribacter. 
NR_025748.1 
4 
s; Flavobac 
NR_025747.1 


enibacter. 
NR_025727.1 


evibacteria 
NR_025641.1 


quorivita. 
NR_025639.1 


et 


Cc 


3852916 3852830 13 96 gi|219846327|ref|NR_025917.1| Acetivibrio 
rain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 
3880420 3880358 12 73 gi|219846309|ref|NR_025899.1| Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Rhodovulum 


vulum sulfidophilum 


Rhodovulum. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 
Ma 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 
Ma 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 
Ar 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 
Br 


eae; Brevibacterium. 
Aequorivita crocea 


55 Aequorivita crocea Bacteria; 
Ae 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

507942 Bacteria_16S 20806 20757 49 96 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

507942 Bacteria_16S 37531 37474 13 69 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

507942 Bacteria_16S 38936 38879 13 69 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

507942 Bacteria_16S 49581 49504 6 81 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
507942 Bacteria_16S 64782 64733 49 96 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

507942 Bacteria_16S 105708 105631 6 81 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
507942 Bacteria_16S 125580 125507 1 73 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

507942 Bacteria_16S 157481 157432 49 96 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

507942 Bacteria_16S 192598 192505 6 96 gi|265678935|ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

507942 Bacteria_16S 235385 235336 49 96 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

507942 Bacteria_16S 237021 236972 49 96 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

507942 Bacteria_16S 238603 238554 49 96 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

507942 Bacteria_16S 240150 240101 49 96 gi|265678902|ref|NR_029210.1| Burkholderia 


pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 


239017 240544 Burkholderia pyrrocinia 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 


507942 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; 
complex. 


507942 Bacteria_16S 
coprophilus strai 


coprophilus Bacte 
Rhodococcus. 


507942 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


507942 Bacteria_16S 


strain Benl02 16S 


507942 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


507942 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


507942 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


507942 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


507942 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


507942 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


507942 Bacteria_16S 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


507942 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


507942 Bacteria_16S 


strain 941 16S ri 
Proteobacteria; A 


507942 Bacteria_16S 


strain AS130 16S 
Proteobacteria; A 


507942 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


507942 Bacteria_16S 


strain HTCC2597 1 
Proteobacteria; A 


507942 Bacteria_16S 


strain PL7HG1 16S 
Proteobacteria; A 


507942 Bacteria_16S 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


507942 Bacteria_16S 


taiwanensis strai 


Bacteria; Proteob 


507942 Bacteria_16S 


multivorans strai 


Bacteria; Firmicu 


B 


241736 241687 49 96 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
bosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 

246378 246309 14 81 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
n CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 

249463 249414 49 96 gi| 265678896 |ref|NR_029204.1| Microvirgula 

strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
250997 250909 14 99 gi|265678895|ref|NR_029203.1| Amaricoccus veronensis 
ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

255431 255370 13 73 gi| 265678892 |ref|NR_029200.1| Afipia broomeae strain 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

256868 256819 49 96 gi| 265678891 |ref|NR_029199.1| Burkholderia 

LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

259932 259875 13 69 gi| 265678889 |ref|NR_029197.1| Ruegeria 
strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

290015 289966 49 96 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

308386 308337 49 96 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

321934 321865 14 81 gi|265678846|ref|NR_029151.1| Bacillus 

strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

343589 343512 6 81 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 

351086 351017 14 81 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
somal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

353983 353922 13 73 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
bosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
lphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

355442 355381 13 73 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
lphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

358346 358289 13 69 gi| 265678816 |ref|NR_029121.1| Loktanella 
ain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

379441 379384 13 69 gi|265678802|ref|NR_029107.1| Oceanicola batsensis 
6S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

383990 383929 13 73 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 

ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
lphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

390131 390054 6 81 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
n XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Myceligenerans. 

391673 391624 49 96 gi|265678794|ref|NR_029099.1| Chitinimonas 
n cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

396282 396197 14 96 gi| 265678791 |ref|NR_029096.1| Tenuibacillus 
n 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
tes; Bacillales; Bacillaceae; Tenuibacillus. 

407096 407019 6 81 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 


507942 Bacteria_16S 


strain XILO8 16S 


ribosomal RNA, complete sequence 


405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanibacterium. 


507942 Bacteria_16S 


halotolerans strain YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


428794 428725 14 


Corynebacteriaceae; Corynebacterium. 


507942 Bacteria_16S 


strain HTCC2506 16S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 


507942 Bacteria_16S 


439652 439591 13 


464091 464030 13 


81 


73 


73 


gi 


gi 


gi 


rudongensis strain AS1.1761 16S ribosomal RNA, partial 


rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; 


507942 Bacteria_16S 
strain R 8118 16S 


507942 Bacteria_16S 


G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacteria; 
507942 Bacteria_16S 


defluvii strain BSB 9.5 16S ribosomal RNA, partial sequ 


Bacteria; 
507942 Bacteria_16S 


strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 50125 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


507942 Bacteria_16S 


468562 468513 49 


477738 477669 14 


Rhodobacterales; 


499365 499316 49 


500917 500868 49 


504041 503984 13 


96 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


81 


96 


96 


69 


gi 


467397 46889 
rkholderiaceae; 


gi 


Rhodobacteraceae; 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


gi 


vestfoldensis strain R-9477 16S ribosomal RNA, partial 


vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 
507942 Bacteria_16S 
strain R9242 16S 


507942 Bacteria_16S 


helgolandensis strain Hel 10 16S ribosomal RNA, partial 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Jannaschia. 
507942 Bacteria_16S 


valerianellae strain CFBP 4730 16S ribosomal RNA, parti 
valerianellae Bacteria; 


507942 Bacteria_16S 


569609 569532 6 


572635 572578 13 


577049 577000 49 


Proteobacteria; 
584587 584518 14 


81 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


69 


96 


Betaproteobacteria; 


81 


gi 


568394 569881 Actinobaculum 
nomycineae; 


gi 


gi 


gi 


265678769 
sequence 


265678762 


265678742 


sequence 


265678739 


265678733 


265678719 


265678718 


265678716 
sequence 


265678673 


265678671 
sequence 


265678668 


265678663 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 


seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
507942 Bacteria_16S 


589072 589023 49 


96 


strain Ppe8 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


507942 Bacteria_16S 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, part 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; 


623874 623805 5 


Corynebacteriaceae; Corynebacterium. 


507942 Bacteria_16S 
strain Z 4493 16S 
Firmicutes; 
507942 Bacteria_16S 


633066 632997 14 


Clostridiales; 
642304 642227 6 


73 


81 


ribosomal RNA, partial sequence 
Clostridia; 


81 


gi 


587905 589310 Burkholderia 
rkholderiaceae; 


gi 


gi 


631874 63335 


Eubacteriaceae; Acetobacterium. 


gi 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial 


lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Nesterenkonia. 


507942 Bacteria_16S 
acidiphila strain 
Bacteria; 
507942 Bacteria_16S 
strain L1-92 16S 
Firmicutes; 
507942 Bacteria_16S 


650015 649954 13 


658859 658798 13 


681613 681564 49 


73 


73 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


96 


strain NA 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


507942 Bacteria_16S 
strain NCTC 10617 


683018 682969 49 


96 


gi 


B2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


gi 


657665 659120 Anaerostipes 
Anaerostipes. 


gi 


680477 68183 


gi 


16S ribosomal RNA, partial sequence 


265678660 


265678636 


265678629 


265678623 
sequence 


265678618 


265678610 


265678595 


265678594 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


507942 Bacteria_16S 


693775 693706 3 


71 


strain IS1B 16S ribosomal RNA, partial sequence 


Planctomycetes; Planctomycetacia; Planctomycetales; Pla 


507942 Bacteria_16S 


704189 704104 14 


96 


gi 


692571 69404 
nctomycetaceae; 


gi 


265678587 


265678580 


Actinomycetales; 


Rhizobiales; 


ence 498178 499679 Hydrog 
Comamonadaceae; Hy 


Rhodobacterales; 


Rhodobacterales; Rh 


al sequence 575863 577354 
Burkholderiales; 


Rhodobacterales; 


ial sequence 622694 624168 
Actinomycetales; 


Actinomycetales; 


648840 650254 Methyl 
les; Beijerinckiaceae; Met 


681882 683236 Neisse 


ref|NR_029074.1 
427586 429077 


ref |NR_029067.1 
Fulvimarina. 
ref |NR_029047.1 

462905 464361 
Xanthobac 


ref|NR_029044.1 


ref|NR_029038.1 


476563 478023 Paracoccus yeei Bacteria; 
Paracoccus. 


ref|NR_029024.1 


ref |NR_029023.1 
Hydrogenopha 
ref|NR_029021.1 
502862 504310 
Rho 
ref |NR_028978.1 
Actinomycetace 
ref |NR_028976.1 

571472 572837 


ref|NR_028973.1 
Coma: 
ref |NR_028968.1 

583422 584837 
Rhod 
ref|NR_028965.1 
Burkholder 
NR_028941.1 


ref 
Coryneba 


ref|NR_028934.1 


ref |NR_028928.1 
641107 642573 
Micro 


ref|NR_028923.1 


ref |NR_028915.1 


ref|NR_028900.1 


Neisseria. 
ref |NR_028899.1 


Neisseria. 
ref |NR_028892.1 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 
timonadaceae; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Burkholderia terricola 


3 Burkholderia terricola Bacteria; 
Burkholderia. 


Paracoccus yeei strain 
Proteobacteria; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 
mamonadaceae; 


ga. 
Loktanella 
Loktanella 
dobacteraceae; 


Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Jannaschia 

Jannaschia 
odobacteraceae; 


Acidovorax 
Acidovorax 
monadaceae; 

Paracoccus 
Paracoccus 
obacteraceae; 


Acidovorax. 


Burkholderia tropica 


tropica Bacteria; 


ia. 
Corynebacterium 
Corynebacterium 
cterineae; 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Nesterenkonia 
Nesterenkonia 
coccineae; 


Methylocapsa 

ocapsa acidiphila 
hylocapsa. 
Anaerostipes caccae 


caccae Bacteria; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
Isosphaera. 


ref|NR_028885.1 


Lamprocystis purpurea 


strain ThSch 12 16S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 


507942 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


507942 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


507942 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


507942 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


507942 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


507942 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


507942 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


507942 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


507942 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


507942 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


507942 Bacteria_16S 


739139 739090 49 96 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
757986 757937 49 96 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
759492 759443 49 96 gi 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
761046 760997 49 96 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
782579 782502 6 81 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

823811 823762 49 96 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
866404 866351 13 65 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


Neiss 
gi 


871000 870939 13 73 gi 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


873984 873935 49 96 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
893418 893369 49 96 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
894953 894904 49 96 gi 


265678555 
ence 73794 
riales; 
265678541 
quence 

a; Burkhol 
265678540 


758305 75981 


eriaceae; 
265678539 


759866 76120 


eriaceae; 

265678524 
sequence 

dae; Actin 


265678497 
sequence 
a; Burkhol 
265678468 
sequence 
cteria; Ca 
265678465 
uence 
ria; Rhizo 


265678463 


872811 87416 


rkholderia 
265678449 


16S ribosomal RNA, partial sequence 892248 89373 


rkholderia 
265678448 


strain LMG 18106 16S ribosomal RNA, partial sequence 893783 89526 


Proteobacteria; B 


507942 Bacteria_16S 


etaproteobacteria; Burkholderiales; Bu 
896488 896439 49 96 gi 


rkholderia 
265678447 


strain LMG 16407 16S ribosomal RNA, partial sequence 895318 89680 


Proteobacteria; B 


507942 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


507942 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


507942 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


507942 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


507942 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


507942 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


507942 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


507942 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


507942 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


etaproteobacteria; Burkholderiales; Bu 
905856 905779 6 81 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
sr 

929072 929015 13 69 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930555 930498 13 69 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
932109 932048 13 73 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
942908 942859 49 96 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
946034 945985 49 96 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
949160 949111 49 96 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
950725 950676 49 96 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
952284 952235 49 96 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


Co: 
gi 


Co: 
gi 


Co: 


947973 949 


949535 951 


951100 952 


rkholderia 
265678441 
ence 90455 
aerobacter 


265678426 
nce 92790 
terales; R 
265678425 


929371 93083 


hodobacter 
265678424 
tial seque 
lostridial 
265678417 

94171 
mamonadace 
265678415 
nce 94484 
riales; Co 
265678413 
48 
mamonadace 
265678412 
04 
mamonadace 
265678411 
59 
mamonadace 


507942 Bacteria_16S 


953835 953786 49 96 gi 


265678410 


psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Simplicispira. 


Ox 


ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028844.1 


iella. 
NR_028843.1 


Alys 
ref 


Neisseria. 
ref |NR_028828.1 

781358 782875 
omycetales; Micr 


ref|NR_028800.1 
822620 824161 
deriales; Burkho 
ref|NR_028771.1 
865186 866674 
mpylobacterales; 
ref |NR_028768.1 
869838 871263 
biales; Bradyrhi 


ref |NR_028766.1 


; Cupriavidu 
NR_028751.1 


ceae 
ref 
; Pandoraea 
NR_028750.1 


ceae 
ref 


; Pandoraea 
NR_028749.1 


ceae 
ref 


ceae; Pandoraea 
ref|NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


v 


ref|NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref |NR_028727.1 
acea 
ref 
nce 


e; Ruegeria 
NR_028726.1 

930884 
es; Clostridiace 
ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy 
ref|NR_028715.1 


Acidovorax. 
NR_028714.1 


ae; 
ref 


Acidovorax. 
NR_028713.1 


ae; 
ref 


ae; Curvibacter 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 

Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Sulfurospirillum 
Sulfurospirillum 
Campy lobacteraceae; 


Bradyrhizobium 
Bradyrhizobium 


zobiaceae; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


a 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Roseovarius 

arius nubinhibens 
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507942 Bacteria_16S 1003035 1002986 49 96 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

507942 Bacteria_16S 1036435 1036386 49 96 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

507942 Bacteria_16S 1037975 1037926 49 96 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

507942 Bacteria_16S 1057785 1057724 13 73 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

507942 Bacteria_16S 1134652 1134583 14 81 gi| 253680767 |ref|NR_028015.1| Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

507942 Bacteria_16S 1143781 1143720 13 73 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

507942 Bacteria_16S 1146780 1146731 49 96 gi|253680759|ref|NR_028007.1| Collimonas fungivorans 
strain Ter6 16S ribosomal RNA, partial sequence 1145612 1147064 Collimonas fungivorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

507942 Bacteria_16S 1151298 1151241 14 70 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
507942 Bacteria_16S 1178609 1178548 13 73 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

507942 Bacteria_16S 1193645 1193596 49 96 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

507942 Bacteria_16S 1195252 1195175 6 81 gi|228715634|ref|NR_027536.1| Carboxydibrachium 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carboxydibrachium pacificum 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Carboxydibrachium. 

507942 Bacteria_16S 1198307 1198258 49 96 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
507942 Bacteria_16S 1220836 1220767 14 81 gi|219878362|ref|NR_025501.1| Allofustis seminis 
strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 

507942 Bacteria_16S 1226911 1226834 6 81 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

507942 Bacteria_16S 1261601 1261524 6 81 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

507942 Bacteria_16S 1267618 1267569 49 96 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

507942 Bacteria_16S 1283968 1283919 49 96 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

507942 Bacteria_16S 1302159 1302090 14 81 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 
lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

507942 Bacteria_16S 1303670 1303609 13 73 gi|219846514|ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
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507942 Bacteria_16S 1466107 1466058 49 96 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

507942 Bacteria_16S 1469117 1469068 49 96 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

507942 Bacteria_16S 1472189 1472140 49 96 gi|224581405|ref|NR_027186.1| Achromobacter 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
507942 Bacteria_16S 1473581 1473532 49 96 gi| 224581402 |ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

507942 Bacteria_16S 1481327 1481278 49 96 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

507942 Bacteria_16S 1491962 1491901 13 73 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 1493449 1493388 13 73 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

507942 Bacteria_16S 1506816 1506739 6 81 gi|219846365|ref|NR_025956.1| Thermoanerobacter 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
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507942 Bacteria_16S 1734818 1734757 13 73 gi|219878385|ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
507942 Bacteria_16S 1783370 1783310 14 73 gi|219878348|ref|NR_025487.1| Sneathia sanguinegens 
strain CCUG 41628 16S ribosomal RNA, partial sequence 1782175 1783536 Sneathia sanguinegens 
Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Sneathia. 
507942 Bacteria_16S 1830513 1830464 49 96 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
507942 Bacteria_16S 1835108 1835031 6 81 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 
507942 Bacteria_16S 1836566 1836517 49 96 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 
507942 Bacteria_16S 1856453 1856384 14 81 gi|219878297|ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
507942 Bacteria_16S 1868655 1868594 13 73 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
Chelatococcus. 
507942 Bacteria_16S 1879226 1879177 49 96 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
507942 Bacteria_16S 1897896 1897847 49 96 gi|219878265|ref|NR_025404.1| Bordetella trematum 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
507942 Bacteria_16S 1899439 1899390 49 96 gi|219878264|ref|NR_025403.1| Brackiella oedipodis 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Brackiella oedipodis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 
507942 Bacteria_16S 1900990 1900913 6 81 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 
507942 Bacteria_16S 1908094 1908017 6 81 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
507942 Bacteria_16S 1911077 1911000 6 81 gi| 219878256 |ref|NR_025395.1]| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
507942 Bacteria_16S 1923269 1923220 49 96 gi| 219878246 |ref|NR_025385.1] Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 
507942 Bacteria_16S 1932592 1932515 6 81 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
507942 Bacteria_16S 1938559 1938482 6 81 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 
507942 Bacteria_16S 1947687 1947638 49 96 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
507942 Bacteria_16S 1953832 1953763 14 81 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
507942 Bacteria_16S 1955327 1955250 6 81 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
507942 Bacteria_16S 1964419 1964370 49 96 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 
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507942 Bacteria_16S 2302091 2302030 13 73 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

507942 Bacteria_16S 2305152 2305103 49 96 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

507942 Bacteria_16S 2315794 2315745 49 96 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
strain KCTC 12005 16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

507942 Bacteria_16S 2330883 2330834 49 96 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

507942 Bacteria_16S 2336932 2336863 14 81 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

507942 Bacteria_16S 2341443 2341374 14 81 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
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NR_026415.1 
149116 
NR_026414.1 
149167 315062 
NR_026413.1 
152184 
NR_026412.1 
153713 
NR_026411.1 
153764 31552 
NR_0264 
155325 31569 
NR_026409.1 
156952 315844 
NR_026408.1 
158497 315992 
NR_026407.1 
161460 
NR_026406.1 
161511 316291 
NR_026405.1 
162961 316437 
NR_026404.1 
165945 
NR_026402.1 
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NR_026401.1 
167516 316898 
NR_026400.1 
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Psychromonas antarctica strain star-1 16S ribosomal RNA, partial sequence 
Gluconacetobacter intermedius strain TF2 16S ribosomal RNA, complete 
eer ashe: riegelii strain DMMZ 2415 16S ribosomal RNA, partial 
aaa oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 


Ammoniphilus oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 


Hyphomicrobium denitrificans strain DSM 1869 16S ribosomal RNA, partial 
3 
Hyphomicrobium methylovorum strain DSM 5458 16S ribosomal RNA, partial 
3 
Hyphomicrobium zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 


Hyphomicrobium hollandicum strain IFAM KB-677 16S ribosomal RNA, partial 
Poesia tee sea salinarius strain SG3903 16S ribosomal RNA, partial 
t ridecenueoatns plurifarium strain LMG 11892 16S ribosomal RNA, partial 
eo terragena strain HK1 0089 16S ribosomal RNA, partial sequence 


Paracoccus alkenifer strain A901/1 16S ribosomal RNA, partial sequence 


Desulfocapsa sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 


Sulfurospirillum deleyianum strain Spirillum 5175 16S 
3138514 
Meiothermus cerbereus strain GY-1 16S ribosomal RNA, partial sequence 


ribosomal RNA, 
Gemella bergeri strain 617-93 16S ribosomal RNA, partial sequence 3140051 
Gemella sanguinis strain 2045-94 16S ribosomal RNA, partial sequence 
Sulfitobacter pontiacus ChLG-10 16S ribosomal RNA, partial sequence 3143169 


Prevotella pallens strain 10371 16S ribosomal RNA, partial sequence 3144616 


Deinococcus murrayi DSM 11303 16S ribosomal RNA, partial sequence 3146120 


Corynebacterium falsenii CCUG 33651 16S ribosomal RNA, partial sequence 


Thiolamprovum pedioforme strain DSM 3802 16S ribosomal RNA, partial 
5 
Desulfovibrio intestinalis strain KMS2 16S ribosomal RNA, partial sequence 


Terracoccus luteus strain DSM 44267 16S ribosomal RNA, partial sequence 


Desulfosporosinus orientis strain DSM 765 16S ribosomal RNA, partial 
tes Soemudedioan kuznetsovii strain DSM 6115 16S ribosomal RNA, partial 
eared one Aes guttoideum strain DSM 4024 16S ribosomal RNA, partial 
F suueesaem isan arcachonense strain FIF6 16S ribosomal RNA, partial 
Pass eae oases thiophila strain NZ27 16S ribosomal RNA, partial sequence 


Antarctobacter heliothermus strain EL-219 16S ribosomal RNA, partial 
0 
Roseovarius tolerans strain Ekho Lake-172 16S ribosomal RNA, partial 
8 
Lactobacillus kunkeei strain YH-15 16S ribosomal RNA, partial sequence 


Deinococcus radiophilus strain DSM 20551 16S ribosomal RNA, partial 
5 
Deinococcus radiodurans strain DSM 20539 16S ribosomal RNA, partial 
1 


Deinococcus proteolyticus strain DSM 20540 16S ribosomal RNA, partial 
tp 


507942 Bacteria_16S 2568493 2568432 13 73 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

507942 Bacteria_16S 2573081 2573020 13 73 gi|219857286|ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 2591611 2591542 14 81 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

507942 Bacteria_16S 2619353 2619304 49 96 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

507942 Bacteria_16S 2631608 2631523 14 96 gi|219857238|ref|NR_024866.1| Methylarcula terricola 
strain hl 16S ribosomal RNA, partial sequence 2630432 2631792 Methylarcula terricola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 

507942 Bacteria_16S 2645348 2645299 49 96 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

507942 Bacteria_16S 2646897 2646848 49 96 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
507942 Bacteria_16S 2649902 2649853 49 96 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 


Proteobacteria; B 


507942 Bacteria_16S 


6a3 16S ribosomal 


etaproteobacteria; Rhodocyclales; Rhod 
2651405 2651356 49 96 gi 
RNA, partial sequence 


Oc 


yclaceae 
219857224 
2650247 2651682 Azosp 


, Az 
ref 
ira 


onexus. 
NR_024852.1 
oryzae Bacte 


Azospira oryzae strain 
ria; Proteobacteria; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

507942 Bacteria_16S 2652934 2652885 49 96 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

507942 Bacteria_16S 2654420 2654371 49 96 gi|219857222|ref|NR_024850.1| Azoarcus communis 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

507942 Bacteria_16S 2675402 2675353 49 96 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

507942 Bacteria_16S 2684506 2684413 6 96 gi|219857200|ref|NR_024828.1| Zobellia russellii 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

507942 Bacteria_16S 2685948 2685855 6 96 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

507942 Bacteria_16S 2687417 2687324 6 96 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

507942 Bacteria_16S 2691896 2691811 14 96 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Salegentibacter. 

507942 Bacteria_16S 2708453 2708400 13 65 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

507942 Bacteria_16S 2718814 2718765 49 96 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

507942 Bacteria_16S 2729589 2729520 3 ik gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

507942 Bacteria_16S 2732612 2732527 14 96 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

507942 Bacteria_16S 2744423 2744374 49 96 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

507942 Bacteria_16S 2745939 2745862 6 81 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

507942 Bacteria_16S 2750121 2750072 49 96 gi|219857154|ref|NR_024782.1| Diaphorobacter 


nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Diaphorobacter. 


2748935 2750455 Diaphorobacter 


507942 Bacteria_16S 


minutisporangium 


Cryptosporangium minutisporangium Bacteria; Actinobacteria 


Frankineae; Crypt 


507942 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


507942 Bacteria_16S 
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Proteobacteria; B 


507942 Bacteria_16S 
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carboxydohydrogen 


507942 Bacteria_16S 
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507942 Bacteria_16S 
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Herbaspirillum. 


507942 Bacteria_16S 
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Firmicutes; Bacil 


507942 Bacteria_16S 
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Proteobacteria; B 


507942 Bacteria_16S 
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Firmicutes; Clost 


507942 Bacteria_16S 
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507942 Bacteria_16S 
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Clostridia; Clost 


507942 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


507942 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


507942 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


507942 Bacteria_16S 
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mechernichensis B 


507942 Bacteria_16S 
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Sulfitobacter. 


507942 Bacteria_16S 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methy 


2798338 2798261 6 81 gi 
strain IFO 15962 16S ribosomal RNA, pa 


osporangiaceae; Cryptosporangium. 

2836174 2836125 49 96 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2848381 2848332 49 96 gi 


etaproteobacteria; Burkholderiales; Co 
2860829 2860768 13 73 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2862353 2862304 49 96 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2868525 2868476 49 96 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 
3001097 3001028 14 81 gi 
lales; Bacillaceae; Geobacillus. 
3014682 3014633 49 96 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3017793 3017724 14 81 gi 
ribosomal RNA, partial sequence 
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16S ribosomal RNA, partial sequence 
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S ribosomal RNA, partial sequence 
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etaproteobacteria; Rhodocyclales; Rhod 
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gi 


train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3063340 3063283 13 69 gi 
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507942 Bacteria_16S 


caribensis strain 
caribensis Bacter 


507942 Bacteria_16S 
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507942 Bacteria_16S 
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507942 Bacteria_16S 
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Paracoccus. 


507942 Bacteria_16S 
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219846901 


219846886 


eriaceae; 

219846885 
1 sequence 
eria; Rhod 


219846882 


ocyclaceae 
219846881 
equence 

teria; Rho 
219846880 
sequence 
eria; Rhod 
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e 285967 
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ref|NR_026472.1 
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bacterales; Rhod 
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219846846 


Cryptosporangium 
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Actinobacteridae; Actinomycetales; 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Phenylobacterium 
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Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
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5 Thauera 
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6 Thermoanaerobacter 
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Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


ref|NR_026438.1 


Azoarcus anaerobius 


3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


507942 Bacteria_16S 3133783 3133706 6 


strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


507942 Bacteria_16S 3135244 3135175 14 
strain A901/1 16S 
Proteobacteria; Alphaproteobacteria; 
507942 Bacteria_16S 3144321 3144264 13 
pontiacus ChLG-10 16S ribosomal 
Bacteria; Proteobacteria; 
507942 Bacteria_16S 3148837 3148768 14 
falsenii CCUG 33651 16S 
Bacteria; Actinobacteria; 
Corynebacterium. 
507942 Bacteria_16S 
guttoideum strain 
guttoideum Bacteria; 
507942 Bacteria_16S 
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Firmicutes; 
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heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
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Antarctobacter. 
507942 Bacteria_16S 
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Corynebacterium. 
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Bacteria; 
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Proteobacteria; 


agaricidamnosum Bacteria; 
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strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 
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507942 Bacteria_16S 
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81 
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69 
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81 


ribosomal RNA, partial sequence 
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73 
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81 
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81 
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81 
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NR_026406.1 
161511 316291 


Ww 


NR_026376.1 


NR_026365.1 
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Janthinobacterium. 
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95 Eubacterium callanderi Bacteria; 
Eubacterium. 
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Acetobacterium. 
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NR_026315.1 
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Acetobacterium. 


Pseudobutyrivibrio 


ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 


Bacteria; Firmicutes; 
507942 Bacteria_16S 
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507942 Bacteria_16S 


Clostridia; 
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73 
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Blautia. 
NR_026312.1 
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Bacteria; 


507942 Bacteria_16S 3309770 3309709 13 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


73 


strain 301 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 
ref 
15 Paucimonas lemoignei Bacteria; 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
ref 
43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 3350698 3350649 49 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 33510 


Proteobacteria; 
507942 Bacteria_16S 
citrea strain DSM 


3396385 3396308 6 


Promicromonospora. 
507942 Bacteria_16S 
strain NCTC 10951 


3413222 3413145 6 


507942 Bacteria_16S 
amycolatum strain 


3432367 3432298 14 


Corynebacteriaceae; Corynebacterium. 
507942 Bacteria_16S 3435173 3435104 14 


96 


81 


81 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


81 


CIP 103452 16S ribosomal RNA, partial sequence 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; 


81 


gi| 219846715 


Xanthobacteraceae; 
ref 


Xa 
NR_026307.1 


Pseudobutyrivibrio. 
ref 
sequence 3297885 329934 


Blautia 
2 Blautia 


Blautia schinkii 
eria; Firmicutes; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


3308619 3310030 Xanthobacter flavus Bacteria; 


gi|219846684 


gi| 219846648 


gi| 219846636 


gi| 219846623 


gi|219846620 


pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


Micrococcineae; 


ref 
3412006 3413422 Actino: 


ref 
Actinomycetales; 


ref 


Xanthobacter 
NR_026276.1 


Paucimonas 
NR_026240.1 


NR_026228.1 


Actinomycetace 
NR_026215.1 
3431175 343257 
Corynebac 


NR_026212.1 
3433993 343537 


Paucimonas lemoignei 


Promicromonospora 
romonospora citrea 


Promicromonosporaceae Hi 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Corynebacterium 

5 Corynebacterium 
terineae; 


Corynebacterium 
3 Corynebacterium 


507942 Bacteria_16S 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 


507942 Bacteria_16S 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 
strain NCTC 11636 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
507942 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


celerecrescens st 
celerecrescens Ba 


507942 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


strain E-37 16S r 
strain M165/69 16 
Tenericutes; Moll 


strain ROO1 16S r 
Proteobacteria; B 


franzmannii strai 
Bacteria; Bactero 


507942 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


507942 Bacteria_16S 


parapertussis str 
parapertussis Bac 


507942 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


507942 Bacteria_16S 
SM 5424 16S ribosomal RNA, partial seque 
Flavobacteria; 


salegens strain D 
salegens Bacteria 


507942 Bacteria_16S 


strain Td-21 16S 


Proteobacteria; B 


strain CDC 8142 1 
Proteobacteria; B 
brockii subsp. fi 


Thermoanaerobacte 


507942 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


507942 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


507942 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


507942 Bacteria_16S 


strain IFO 15965 


507942 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


3436605 3436536 14 


3457940 3457863 6 


3482188 3482111 6 


3556913 3556864 49 


3599529 3599468 13 


cteria; Firmicutes; 


3627986 3627937 49 
16S ribosomal RNA, 


3717555 3717498 13 


3754657 3754596 13 


3771143 3771094 49 


3793806 3793721 14 


idetes; Flavobacteria; 
3795265 3795216 49 


3805854 3805805 49 


teria; Proteobacteria; 
3807368 3807319 49 


cteria; Proteobacteria; 
3815080 3814995 14 


; Bacteroidetes; 


3855953 3855904 49 
ribosomal RNA, partial 


3875771 3875722 49 


3883573 3883496 6 


bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 
507942 Bacteria_16S 
rain DSM 5628 16S ribosomal RNA, parti 


acteria; Betaproteobacteria; Neisseria 
507942 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
507942 Bacteria_16S 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
507942 Bacteria_16S 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
507942 Bacteria_16S 
n 301 16S ribosomal RNA, partial seque 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
219846359 
nce 
a; 

219846358 
equence 
ia; 
219846353 


ain 522 16S ribosomal RNA, partial seque 


rain Dog 71 16S ribosomal RNA, partial 


etaproteobacteria; Rhodocyclales; Rhodoc 
507942 Bacteria_16S 


nnii strain AKo-1 16S ribosomal RNA, p 


73 gi 


96 gi 


96 gi 
nc 
Flavobacteriales; 


96 gi 


96 gi 


Betaproteobacteri 
96 gi 
s 
Betaproteobacter 


96 gi 


nce 3813879 381534 

Flavobacteriales; Flavobacteriac 

96 gi|219846325|ref|NR_025915.1 
sequence 3854781 38562 


96 gi 
er 
81 gi 
ar 


dobacter 
219846396 
3753459 37549 


219846384 
3769978 37714 
rkholderia 
219846368 
e 


219846367 
3794096 37955 


yclaceae 
219846312 
6S ribosomal RNA, partial sequence 3874615 38761 
etaproteobacteria; Neisseriales; Neiss 
507942 Bacteria_16S 


iaceae; 
219846307 
tial sequenc 


acea 
ref 


e; 


ref 


ceae; 


ref 
37926 
Flavoba 


cteria 


ref 


ae; Po 


Burkh ri 


ref 


Burkholder 
ref 


; Az 
ref 


oa 


Neis 
ref 


se 


e 


NR_025987.1 
32 Mycoplasma bovoculi Bacteria; 


NR_025975.1 
22 Ralstonia syzygii Bacteria; 


NR_025959.1 
06 3794045 Polar 


NR_025958.1 
49 Polaromonas vacuolata Bacteria; 


NR_025950.1 
NR_025949.1 
3806174 38076 


NR_025944.1 


NR_025902.1 
01 Neisseria weaveri Bacteria; 


NR_025897.1 


Sagittula 


Ralstonia 


i 


ceae; Pola 


laromonas. 


2 


ales; a 


3 


iales; Alc 


reus. 


ria. 


388233 


81 gi|219846619|ref|NR_026211.1| Corynebacterium auris 
52 Corynebacterium auris Bacteria; 

nebacterineae; Corynebacteriaceae; 

81 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 

69 Nesterenkonia halobia Bacteria; 

ococcineae; Micrococcaceae; Nesterenkonia. 

81 gi|219846588|ref|NR_026180.1| Actinomyces howellii 

3480966 3482380 Actinomyces howellii Bacteria; 

nomycineae; Actinomycetaceae; Actinomyces. 

96 gi|219846538|ref|NR_026130.1| Zoogloea ramigera 

3555718 3557247 Zoogloea ramigera Bacteria; 
yclaceae; Zoogloea. 

73 gi|219846508|ref|NR_026100.1| Clostridium 

al sequence 3598328 3599826 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
96 gi| 219846487 |ref|NR_026079.1| Neisseria gonorrhoeae 
complete sequence 3626780 3628323 Neisseria gonorrhoeae 

les; Neisseriaceae; Neisseria. 

69 gi|219846425|ref|NR_026016.1| Sagittula stellata 

3716418 3717790 Sagittula stellata Bacteria; 


Mycoplasma bovoculi 


Ralstonia syzygii 


Polaribacter 

bacter franzmannii 
ribacter. 

Polaromonas vacuolata 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Neisseria weaveri 


Thermoanaerobacter 
8 3883860 


Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacteraceae; Thermoanaerobacter. 
3888229 3888180 49 96 gi|219846304|ref|NR_025894.1]| Vitreoscilla 
n Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
ria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 
3889766 3889717 49 96 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
3891303 3891254 49 96 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
a; Neisseriales; Neisseriaceae; Kingella. 
3903507 3903430 6 81 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
3912711 3912650 13 73 gi|219846286|ref|NR_025876.1] Agromonas 
ain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
teria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
3936912 3936843 14 81 gi|219846268|ref|NR_025858.1] Paracoccus 


507942 Bacteria_16S 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 


3935756 3937139 Paracoccus 


thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


507942 Bacteria_ 
strain DM-82 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

507942 Bacteria_16S 3963501 3963452 49 96 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

507942 Bacteria_16S 3965011 3964962 49 96 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 

507942 Bacteria_16S 3973853 3973804 49 96 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

507942 Bacteria_16S 3986924 3986839 14 96 gi|219846234|ref|NR_025824.1| Gramella echinicola 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 3987155 Gramella echinicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 

507942 Bacteria_16S 3991370 3991285 14 96 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pibocella. 

507942 Bacteria_16S 3992866 3992781 14 96 gi|219846230|ref|NR_025820.1| Salegentibacter 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 3991660 3993097 Salegentibacter 
mishustinae Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
507942 Bacteria_16S 4032070 4031993 6 81 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
507942 Bacteria_16S 4035174 4035097 6 81 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

507942 Bacteria_16S 4060639 4060590 49 96 gi|219846180|ref|NR_025770.1]| Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
507942 Bacteria_16S 4068238 4068153 14 96 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

507942 Bacteria_16S 4069777 4069692 14 96 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

507942 Bacteria_16S 4088144 4088059 14 96 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 
strain KMM 3951 16S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

507942 Bacteria_16S 4101408 4101359 49 96 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

507942 Bacteria_16S 4107534 4107473 13 13 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

507942 Bacteria_16S 4110521 4110456 3 67 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
507942 Bacteria_16S 4116522 4116453 14 81 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

507942 Bacteria_16S 4122719 4122670 49 96 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

507942 Bacteria_16S 4167329 4167272 13 69 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

507942 Bacteria_16S 4168811 4168754 13 69 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

507942 Bacteria_16S 4173470 4173401 14 81 gi|219846098|ref|NR_025688.1]| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

507942 Bacteria_16S 4176506 4176457 49 96 gi|219846096|ref|NR_025686.1| Achromobacter spanius 


16S 3938346 3938277 14 81 
ribosomal RNA, partial sequence 


gi|2 


3941244 3941183 13 73 
ribosomal RNA, partial sequence 


gi 


3937190 39385 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
507942 Bacteria_16S 
strain BN 126 16S 


ho 
219846265 
3940082 39414 


19846267|ref|NR_025857.1 


dobacteracea 


ref 


e; Paracoccu 
NR_025855.1 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Rhodobium marinum 


71 Afifella marina Bacteria; 


strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


507942 Bacteria_16S 4177991 4177942 49 96 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
507942 Bacteria_16S 4194833 4194784 49 96 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

507942 Bacteria_16S 4223566 4223505 13 73 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

507942 Bacteria_16S 4228110 4228049 13 73 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

507942 Bacteria_16S 4232630 4232573 13 69 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

507942 Bacteria_16S 5761 5701 14 73 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

507942 Bacteria_16S 7222 7162 14 73 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

507942 Bacteria_16S 8680 8620 14 73 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

507942 Bacteria_16S 63316 63256 14 73 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
507942 Bacteria_16S 134771 134691 3 81 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

507942 Bacteria_16S 136256 136188 6 73 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

507942 Bacteria_16S 217254 217182 14 84 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 


Planctomycetes; P 


507942 Bacteria_16S 
modestum strain G 


modestum Bacteria 


507942 Bacteria_16S 


strain 166 16S ri 


CFN 42 16S riboso: 
Alphaproteobacter 


507942 Bacteria_16S 


strain 2678 16S r 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 


507942 Bacteria_16S 


berkhoffii 
berkhoffii 


subsp. 
subsp. 


507942 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


507942 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


507942 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


507942 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
507942 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


lanctomycetacia; Planctomycetales; Pla 
232369 232309 14 73 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
261307 261247 14 73 gi 
bosomal RNA, partial sequence 


ra 


, 


bi 
273399 273339 14 

mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
315977 315917 14 73 
ibosomal RNA, partial sequence 


73 gi 
Rhizobi 
gi 


318931 318871 14 73 gi 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
325117 325049 6 73 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
326646 326578 6 73 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
328171 328103 6 73 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
365879 365823 14 

osomal RNA, partial sequence 


ce 
ae 


ae 


Prevotellace 
69 gi 


ae 


408671 408583 11 96 gi 
in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 


507942 Bacteria_16S 


strain QH3A7 16S 


490160 490080 3 81 gi 
ribosomal RNA, complete sequence 


nctomyceta 
265678908 
sequence 

acteriacea 
265678887 
260171 26154 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
507942 Bacteria_16S 


aceae; 


265678878 
272240 273697 Rhizo 
um/Agrobac 
265678850 
314818 31623 
kettsiacea 


265678848 
ial sequen 
bacteria; 

265678844 


3238 
Prevo 


’ 


265678843 


3253 
Prevo 


v 


265678842 
326926 32843 


Prevo 


v 


265678811 
364736 36609 
hodobacter 
265678783 
uence 

obacteriac 
265678725 
488917 490451 Jonesia quinghaiensis Bacteria; 


ceae; Blastopire 
ref|NR_029216.1 

231154 232668 
e; Propionigeniu 
ref|NR_029195.1 
Rhizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029155.1 


e; Rickettsieae; 
ref|NR_029153.1 
ce 317746 319177 
Rhizobiales; Bar 
ref|NR_029149.1 
9 325347 Prevot 
ella. 
ref|NR_029148.1 
8 326875 Prevot 
ella. 


ref|NR_029147.1 


6 
ia 


9 
t 


tella 


ref 


NR_029116.1 


aceae; Salipiger 
ref |NR_029088.1 

407444 408915 
eae; Thermovibri 


llula. 
Propionigenium 
Propionigenium 

m. 

Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Prevotella disiens 
ella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Thermovibrio 
Thermovibrio 
oO. 


ref |NR_029030.1 


Jonesia quinghaiensis 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 


507942 Bacteria_16S 626985 626925 14 73 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

507942 Bacteria_16S 647005 646925 3 81 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 678685 678625 14 73 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

507942 Bacteria_16S 680129 680069 14 73 gi|265678596|ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
507942 Bacteria_16S 730039 729971 6 73 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

507942 Bacteria_16S 745187 745131 18 fe) gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

507942 Bacteria_16S 794751 794691 14 73 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
507942 Bacteria_16S 796287 796223 6 69 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

507942 Bacteria_16S 800985 800917 6 73 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
strain Chj707 16S ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

507942 Bacteria_16S 936809 936749 14 73 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

507942 Bacteria_16S 939866 939798 4 71 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

507942 Bacteria_16S 1025803 1025743 14 73 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 1026037 Rhizobium yanglingense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
507942 Bacteria_16S 1116580 1116500 3 81 gi|265678298|ref|NR_028599.1| Kineosporia succinea 
strain I-273 16S ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

507942 Bacteria_16S 1127136 1127056 3 81 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

507942 Bacteria_16S 1183156 1183096 14 73 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
507942 Bacteria_16S 1222366 1222286 3 81 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

507942 Bacteria_16S 1233011 1232951 14 73 gi|219878271|ref|NR_025410.1]| Bartonella 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 1231844 1233289 Bartonella 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
507942 Bacteria_16S 1243608 1243548 14 73 gi|219878114|ref|NR_025253.1| Mesorhizobium 
temperatum strain SDW 018 16S ribosomal RNA, partial sequence 1242462 1243864 Mesorhizobium 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
507942 Bacteria_16S 1367623 1367567 14 69 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 
strain E58 16S ribosomal RNA, complete sequence 1366379 1367926 Chlamydophila pecorum E58 Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

507942 Bacteria_16S 1370738 1370682 14 69 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 1370984 Oceanicola granulosus HTCC2516 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

507942 Bacteria_16S 1432756 1432692 6 69 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

507942 Bacteria_16S 1454107 1454027 3 81 gi|224581418|ref|NR_027199.1| Arthrobacter 


nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; A 


strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 
rthrobacter. 


507942 Bacteria_16S 


1485882 1485822 14 73 gi 


1 sequence 
ridae; Act 


219857250 


1452894 145438 
inomycetales; Mi 


ref|NR_024880.1 


tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Mesorhizobium. 


1 Arthrobacter 
crococcineae; 


Mesorhizobium 


1484704 148617 


9 Mesorhizobium 


507942 Bacteria_16S 
strain SO2 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
507942 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 


strain USDA 9030 


Mesorhizobium. 


507942 Bacteria_16S 
lusatiensis strain S1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
507942 Bacteria_16S 
americanum strain CFNEI 156 16S ribosomal RNA, partial 
americanum Bacteria; Proteobacteria; Alphaproteobacteri 


Sinorhizobium/Ens 


507942 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 


Roseisalinus. 


507942 Bacteria_16S 


inopinata strain 
Bacteria; 


gallinifaecis Bac 


507942 Bacteria_16S 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


507942 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


507942 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


507942 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


507942 Bacteria_16S 


strain CF-25 16S 


strain IBS 506 16 


strain IBS 382 16 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


507942 Bacteria_16S 


strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


507942 Bacteria_16S 


strain 91-4 16S r 


strain IBS 193 16 


sulfonivorans str 
sulfonivorans Bac 


Micrococcaceae; Arthrobacter. 


Firmicu 
507942 Bacteria_16S 
gallinifaecis str 


1487395 1487335 14 73 
bosomal RNA, partial sequence 


gi 


1502379 1502299 3 
16S ribosomal RNA, 


81 gi 
complete sequence 
1503860 1503800 14 


73 gi 


1515839 1515779 14 73 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


1570177 1570117 14 73 gi 


1580783 1580723 14 73 gi 


ifer group; Sinorhizobium. 

1611470 1611414 14 69 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


1632604 1632552 46 96 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1657001 1656941 14 73 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1799934 1799854 3 81 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


1832107 1832047 14 73 

S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1890161 1890101 14 73 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1896390 1896330 14 73 gi 


gi 


eltaproteobacteria; Desulfobacterales; 
1958285 1958205 3 81 gi 
ribosomal RNA, partial sequence 


2075924 2075864 14 73 
S ribosomal RNA, partial sequence 


gi 


2085177 2085117 14 73 
S ribosomal RNA, partial sequence 


gi 


2098812 2098752 14 73 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


2245732 2245672 14 73 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


2296193 2296133 14 73 
ibosomal RNA, partial sequence 


gi 


2297659 2297599 14 73 
S ribosomal RNA, partial sequence 


gi 


2347513 2347433 3 81 gi 
ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


1486230 14876 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
507942 Bacteria_16S 
septentrionale st 
septentrionale Ba 


1830898 18324 


6S ribosomal RNA, partial sequence 1895145 18966 


1957067 19585 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 
2074760 20762 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
507942 Bacteria_16S 
2084014 20854 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
507942 Bacteria_16S 


2295034 22964 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
507942 Bacteria_16S 
2296489 22979 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
507942 Bacteria_16S 


219857235 


biaceae; 
219846604 

15011 

ococcineae 
219846475 


biaceae; 
219878113 
1 sequence 
teria; Rhi 


219878173 
ce 15690 
les; Phyll 
219878491 
sequence 

a; Rhizobi 


219878469 
uence 

ia; Rhodob 
219878455 
ence 16314 
es; Erysip 
219878437 
sequence 
eria; Rhiz 
219878336 
quence 

Actinomyc 


219878315 


cter. 

219878272 
e 18889 
les; Phyll 
219878267 


Desulfoba 
219878223 


ococcineae 
219878139 


nellaceae; 
219878133 


nellaceae; 
219878123 
uence 
ria; Rhizo 
219857569 
22445 
Rhizo 


les; 


219857533 


nellaceae; 
219857532 


nellaceae; 
219857496 
uence 

e; Actinom 


507942 Bacteria_16S 


2349022 2348942 3 81 gi 


R 


R 


ref |NR_024863.1 
hizobium/Agrobac 
ref |NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref |NR_026067.1 


hizobium/Agrobac 
ref|NR_025252.1 

1514694 151610 
zobiales; Phyllo 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


v 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025475.1 
1798724 180016 
etales; Micrococ 


ref|NR_025454.1 


ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref|NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


Bartonella. 
ref |NR_025262.1 

2097632 209908 
biales; Phylloba 


ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 
ref|NR_025121.1 


tonella. 
NR_025120.1 


Bar 
ref 


Bartonella. 
ref |NR_025084.1 

2346319 234777 
ycetales; Microc 


219857495 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Rhizobium tropici 


v 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Erysipelothrix 

elothrix inopinata 

rysipelothrix. 
Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Arthrobacter 

8 Arthrobacter 

cineae; Micrococcaceae; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Mesorhizobium 
izobium chacoense 
esorhizobium. 
Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 
Arthrobacter luteolus 


luteolus Bacteria; 


v 


Arthrobacter. 
Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Rhizobium indigoferae 
ium indigoferae 


um/Agrobacterium group; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Arthrobacter 
5 Arthrobacter 
occineae; 


ref|NR_025083.1 
2347826 234928 


Arthrobacter 
4 Arthrobacter 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


507942 Bacteria_16S 


strain IBS 325 16 
strain LMG11607 1 
Bacteroidetes; 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobacter. 
507942 Bacteria_16S 
palleronii strain 
palleronii Bacter 
507942 Bacteria_16S 
strain C-29 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
507942 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


507942 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


507942 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


507942 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


507942 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


507942 Bacteria_16S 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


507942 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


507942 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


507942 Bacteria_16S 


strain ORS 992 16 
Proteobacteria; A 


507942 Bacteria_16S 


strain DSM 11603 
Proteobacteria; A 


507942 Bacteria_16S 


salinarius strain 
salinarius Bacter 


507942 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


507942 Bacteria_16S 


deleyianum strain 


Sulfurospirillum 
e; 
507942 Bacteria_16S 


Campylobacteracea 


strain 10371 16S 
Bacteroidetes; Ba 


strain Ekho Lake- 
Proteobacteria; A 


Fl 
507942 Bacteria_16S 


cteroid 
507942 Bacteria_16S 


2396088 2396028 14 73 
S ribosomal RNA, partial sequence 


gi|2 


2408282 2408214 6 73 2 


gi 
avobacteria; Flavobacteriales; Flavoba 
2517319 2517239 3 81 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


2 


2543948 2543852 3 96 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2550096 2550036 14 73 gi 
ibosomal RNA, partial sequence 


2 


, 


2 


2623909 2623849 14 73 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2700848 2700780 6 73 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2922299 2922240 13 71 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2982760 2982704 14 69 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
2994891 2994831 14 73 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

3045036 3044956 3 81 gi 
in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 

3046568 3046488 3 81 gi 
HKI 0125 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Ornithinicoccus. 
3067804 3067744 14 


ac 


qu 


, 


73 gi 
lales; Bacillales Family XI. Incertae 
3076647 3076587 14 73 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3106783 3106723 14 73 gi 
16S rib 
lphapro 


Se 


bi 


teobacteria; Rhizobiales; Phyllob 
3130853 3130817 46 81 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3132259 3132199 14 73 gi 
n LMG 11892 16S ribosomal RNA, partial 


ria; Proteobacteria; Alphaproteobacter 


ue 
ia 


Ss 


3138272 3138220 14 65 gi 
Spirillum 5175 16S ribosomal RNA, par 
deleyia 
Sulfurospirillum. 
3145834 3145766 6 
ribosomal RNA, partial sequence 
ia; Bacteroidales; Prevotellace 
3164111 3164055 14 69 gi 
172 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 


ti 


73 gi 


ae 


e 
ho 


507942 Bacteria_16S 
acanthamoebae strain Bn9 16S ribosomal RNA, 


ne 


ct 


se 
id 


s 


2548929 25503 
ne 
219857249 


le 
219857188 
2699606 27010 
Prevot 
219856842 
ue 
al 


ae 


219846927 
qu 
ia 


219846892 


219846891 


219846877 
16S ribosomal RNA, partial sequence 3066573 30679 


219846871 
3075492 30769 


219846851 
osomal RNA, partial sequence 3105629 31070 


219846835 


219846834 
ia; 


219846830 


219846825 
3144616 31460 


219846813 


19857463 


2394935 23963 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
507942 Bacteria_16S 


llaceae; 
19857455 


6S ribosomal RNA, partial sequence 2407067 24085 
eriaceae 


19857366 
quence 
ae; 


19857348 
equence 


19857344 
llaceae; 


26227 


s; Phyll 


’ 


nce 
es; 


nce 
eae; Chl 
ence 
Rhizob 


, 


ence 
Actinomy 


ence 
inomycet 


dis; Gem 


aceae; R 


acteriac 


nce 
les; Hal 
equence 
Rhizob 


v 


al seque 


; Prevot 


31629 
dobacter 


3233944 3233888 14 69 gi 
complete sequ 


219846765 


Acti 


Burkhold 


Euba 
219846935 
ue 


ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 
Bartonella. 

ref|NR_025043.1| Riemerella columbina 


26 Riemerella columbina Bacteria; 
; Riemerella. 
ref |NR_024954.1 
2516115 251756 
nomycetales; Mic 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


ref|NR_024936.1 
2542716 254422 


Hydrogenophaga 
5 Hydrogenophaga 
eriales; Comamonadaceae; Hydrogenophaga. 
ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; Mesorhizobium. 
ref|NR_024816.1| Prevotella salivae 
98 Prevotella salivae Bacteria; 
ella. 
ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026519.1 
2993732 299516 
iales; Rhizobiac 


Mesorhizobium amorphae 
izobium amorphae 


Eubacterium 
6 Eubacterium 
cterium. 
Chlamydophila 
5 Chlamydophila 


Agrobacterium 
8 Agrobacterium 
eae; 


ref|NR_026484.1 
3043846 304530 
les; Microco 


Rarobacter 
9 Rarobacter 
ccineae; 


NR_026483.1 
3045360 304685 
ales; Micrococci 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


’ 


ref|NR_026469.1| Gemella palaticanis 
47 Gemella palaticanis Bacteria; 
ella. 
ref|NR_026463.1| Rhizobium undicola 

24 Rhizobium undicola Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026443.1| Aquamicrobium defluvii 
51 Aquamicrobium defluvii Bacteria; 

eae; Aquamicrobium. 

ref|NR_026427.1| Halanaerobacter 

129667 3131049 Halanaerobacter 
obacteroidaceae; Halanaerobacter. 
ref|NR_026426.1| Mesorhizobium 

131100 3132536 Mesorhizobium 

iales; Phyllobacteriaceae; 


Ww 


w 


ref 
nce 


NR_026422.1 
313708 


Sulfurospirillum 
4 3138514 


num Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


ref|NR_026417.1| Prevotella pallens 
69 Prevotella pallens Bacteria; 

ella. 
ref|NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovarius. 


Roseovarius tolerans 
arius tolerans Bacteria; 


ence 


ref|NR_026357.1| Parachlamydia 
3232707 3234247 Parachlamydia 


acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 


507942 Bacteria_16S 3240118 3240058 14 73 gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

507942 Bacteria_16S 3323391 3323331 12 71 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

507942 Bacteria_16S 3358480 3358400 3 81 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

507942 Bacteria_16S 3402479 3402399 3 81 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3404017 3403937 3 81 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3405547 3405467 3 81 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3407074 3406994 3 81 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3408630 3408558 14 84 gi|219846640|ref|NR_026232.1| Syntrophobacter 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

507942 Bacteria_16S 3416155 3416075 3 81 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 

507942 Bacteria_16S 3456414 3456334 3 81 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3460957 3460877 3 81 gi|219846602|ref|NR_026194.1| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3462479 3462399 3 81 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3464001 3463921 3 81 gi|219846600|ref|NR_026192.1| Arthrobacter 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3465525 3465445 3 81 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3468569 3468489 3 81 gi| 219846597 |ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3470095 3470015 3 81 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

507942 Bacteria_16S 3471615 3471535 3 81 gi|219846595|ref|NR_026187.1| Arthrobacter 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 3471862 Arthrobacter 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

507942 Bacteria_16S 3480713 3480645 6 73 gi|219846589|ref|NR_026181.1| Actinomyces 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 3480915 Actinomyces 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

507942 Bacteria_16S 3524607 3524571 46 81 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

507942 Bacteria_16S 3573568 3573500 6 73 gi|219846527|ref|NR_026119.1| Prevotella intermedia 


strain B422 16S r 
Bacteroidetes; Ba 


ibosomal RNA, partial sequence 


cteroidia; Bacteroidales; Prevotellaceae 


Prevotella. 


’ 


3572354 3573812 Prevotella intermedia Bacteria; 


gi 


sequence 


gi 


gi 


sequence 


gi 


gi 


gi 


219846807 
31705 
219846806 
31720 
219846805 
31735 
219846804 


219846803 
31766 
219846802 


219846801 
31795 
219846800 
31811 
219846799 
31826 
219846798 
31842 
219846797 
31857 
219846796 
31873 
219846795 
31888 
219846794 
31904 
219846793 
31935 
219846792 
31935 
219846791 
31951 
219846790 


sequence 


gi 


219846789 


sequence 


gi 


219846788 


sequence 


gi 
gi 
gi 
gi 


gi 


219846787 
32010 
219846786 
32025 
219846785 
32040 
219846784 
32055 
219846783 


sequence 


gi 
gi 


gi 


219846782 
32085 
219846781 
32100 
219846780 


sequence 


gi 


219846778 


sequence 


gi 


gi 


219846777 
32145 
219846776 
32160 
219846775 
32176 
219846774 
32191 
219846773 


sequence 


gi 


219846772 


sequence 


gi 


219846771 


sequence 


ref |NR_026399.1 
48 3172014 
ref |NR_026398.1 
65 3173514 
ref |NR_026397.1 
65 3175071 
ref|NR_026396.1 
175122 317658 
ref|NR_026395.1 
31 3178159 
ref |NR_026394.1 
178210 317953 
ref |NR_026393.1 
83 3181087 
ref |NR_026392.1 
38 3182637 
ref |NR_026391.1 
88 3184189 
ref|NR_026390.1 
40 3185741 
ref|NR_026389.1 
92 3187293 
ref |NR_026388.1 
44 3188845 
ref |NR_026387.1 
96 3190397 
ref|NR_026386.1 
48 3191949 
ref|NR_026385.1 
01 
ref |NR_026384.1 
52 3195051 
ref|NR_026383.1 
02 3196603 
ref |NR_026382.1 
196654 319807 
NR_026381.1 
198121 319956 
NR_026380.1 
199614 320101 
ref |NR_026379.1 
64 3202450 
ref |NR_026378.1 
01 3203981 
ref|NR_026377.1 
32 3205474 
ref |NR_026376.1 
25 3207001 
ref|NR_026375.1 

3207052 320851 
ref |NR_026374.1 
70 3210011 
ref |NR_026373.1 
62 3211503 
ref |NR_026372.1 

3211554 321297 
ref |NR_026370.1 
3213025 321449 
ref|NR_026369.1 
49 3216020 
ref|NR_026368.1 
71 3217589 
ref |NR_026367.1 
40 3219104 
ref|NR_026366.1 
55 3220600 
ref|NR_026365.1 

3220651 322211 
NR_026364.1 
3222170 322363 


Ww 


w 


w 


ref 


w 


ref 


Ww 


NR_026363.1 
3223689 322509 


Deinococcus grandis strain DSM 3963 16S ribosomal RNA, partial sequence 
Thiorhodococcus minor strain CE2203 16S ribosomal RNA, partial sequence 
Thermoanaerobacter mathranii strain A3 16S ribosomal RNA, partial sequence 
Corynebacterium mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial 

iaaped gases graminis strain DSM 11363 16S ribosomal RNA, partial sequence 
Corynebacterium singulare strain IBS B52218 16S ribosomal RNA, partial 

; Facklamia hominis strain ATCC 700628 16S ribosomal RNA, partial sequence 
Xanthomonas sacchari strain LMG 471 16S ribosomal RNA, partial sequence 
Xanthomonas 


codiaei strain LMG 8678 16S ribosomal RNA, partial sequence 


Xanthomonas bromi strain LMG 947 16S ribosomal RNA, partial sequence 


Xanthomonas cassavae strain LMG 673 16S ribosomal RNA, partial sequence 
Xanthomonas vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 
Xanthomonas cucurbitae strain LMG 690 16S ribosomal RNA, partial sequence 
Xanthomonas hortorum strain LMG 733 16S ribosomal RNA, partial sequence 


Xanthomonas pisi strain LMG 847 16S ribosomal RNA, partial sequence 3192000 


Xanthomonas melonis strain LMG 8670 16S ribosomal RNA, partial sequence 


Xanthomonas vasicola strain LMG 736 16S ribosomal RNA, partial sequence 


Sandaracinobacter sibiricus strain RB16-17 16S ribosomal RNA, partial 
Pid ntecatine iat magnetotacticum strain DSM 3856 16S ribosomal RNA, partial 
Pose cas kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial 
cera hapa tart phocae strain M408/89/1 16S ribosomal RNA, partial sequence 


Sporomusa silvacetica strain DG-1 16S ribosomal RNA, partial sequence 
Treponema amylovorum strain HA2P 16S ribosomal RNA, partial sequence 
Corynebacterium mastitidis strain S-8 16S ribosomal RNA, partial sequence 


Corynebacterium sundsvallense strain CCUG 36622 16S ribosomal RNA, partial 
9 
Sphingomonas mali strain IFO 10550 16S ribosomal RNA, partial sequence 


Sphingomonas pruni strain IFO 15498 16S ribosomal RNA, partial sequence 


Helicobacter bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
diafaeioacwaciseen lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial 
eoerer errors imitans strain 2023 16S ribosomal RNA, partial sequence 
Streptococcus thoraltensis strain S69 16S ribosomal RNA, partial sequence 
Thermonema rossianum strain NR-27 16S ribosomal RNA, partial sequence 
Coprothermobacter platensis strain 3R 16S ribosomal RNA, partial sequence 


Janthinobacterium lividum strain DSM 1522 16S ribosomal RNA, partial 
9 
Janthinobacterium agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 
8 


Actinomyces europaeus strain CCUG 32789A 16S ribosomal RNA, partial 
8 


507942 Bacteria_16S 
capsulatus strain 
Bacteria; 
507942 Bacteria_16S 
aggregatus strain 


507942 Bacteria_16S 


3578056 3577996 14 


216 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


3579520 3579460 14 


3596446 3596386 14 


73 gi|219846524 

complete sequence 35769 

Brady 

73 gi| 219846523 
sequence 


IFAM 1003 16S ribosomal RNA, partial 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; 


73 


strain 743A 16S ribosomal RNA, partial sequence 


Firmicutes; 
507942 Bacteria_16S 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; S 


Sinorhizobium. 
507942 Bacteria_16S 
strain USDA 1844 


507942 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
507942 Bacteria_16S 


Clostridia; 


Clostridiales; 
3604155 3604095 14 


3646401 3646341 14 


3654055 3653995 14 


3657056 3656996 14 


Clostridia; 


Clostridiaceae; 


73 


73 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


73 


SEBR 3139 16S ribosomal RNA, partial 
Firmicutes; 


el 
73 


strain H152 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


507942 Bacteria_16S 
filamentus strain 
Bacteria; 
507942 Bacteria_16S 


strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; O 


507942 Bacteria_16S 


anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequen 


anatipestifer Bacteria; Flavobacteria; Flavobacter 


507942 Bacteria_16S 


strain UPM-Ca7 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


507942 Bacteria_16S 


strain F9251 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


507942 Bacteria_16S 


3681574 3681514 14 
Flavobacteria; 
3684480 3684420 14 
3704140 3704072 6 

Bacteroidetes; 
3801312 3801252 14 


3894390 3894330 14 


3899049 3898966 14 


73 


215 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Flavoba 
73 


73 


73 


73 


96 


strain B9 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


507942 Bacteria_16S 
capsulatum strain 


Novosphingobium. 
507942 Bacteria_16S 


strain NZP 2213 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


507942 Bacteria 


16S 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


507942 Bacteria_16S 


strain KMM 6020 16S ribosomal RNA, partial sequence 3987206 39886 
Flavobacteriales; 


Bacteroidetes; 


507942 Bacteria _ 16S 


strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 39901 
Flavobacteriales; 


Bacteroidetes; 


507942 Bacteria 16S 


strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 41153 
Flavobacteriales; 


Bacteroidetes; 
507942 Bacteria_16S 


phaeovibrioides strain 2631 16S ribosomal RNA, partial 
phaeovibrioides Bacteria; 


Chlorobium. 
507942 Bacteria_16S 


aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Kineococcus. 


Kineosporiaceae; 
507942 Bacteria_16S 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


3966505 3966418 13 


3968020 3967960 14 


3980916 3980856 14 


3988401 3988341 14 


3989879 3989819 14 


4115134 4115074 14 


75453 


75394 13 


Chlorobi; 


148222 148151 12 


149683 149656 46 


97 


GIFU 11526 16S ribosomal RNA, partial sequence 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; 


73 


complete sequence 3966839 39683 


73 


73 


73 


73 


TE 


Chlorobia; 


81 


73 


strain PCL 16S ribosomal RNA, partial sequence 


Fusobacteria. 
507942 Bacteria_16S 


300728 300657 3 


73 


Rhizobi 
gi|219846511 
3595254 35967 
Clostridiu 


gi|219846504 


gi|219846474 
R 
219846469 
sequence 
ostridiales; Pepto 
gi| 219846467 
3655877 36573 


gi 


R 

gi|219846450 
36803 

cteriales; Flavoba 


gi|219846448 


gi|219846434 


gi| 219846362 
3800153 38015 


gi| 219846299 
3893217 38946 


gi| 219846296 
3897893 38992 


gi|219846248 


Sphingo 


gi| 219846247 


gi| 219846238 


R 

gi|219846233 

Flavobacteriaceae 
gi|219846232 


Flavobacteriaceae 
gi|219846141 


Flavobacteriaceae 
gi| 265679014 

sequence 

Chlorobiales; Chlo 


gi| 265678964 


Actinomyc 


gi| 265678963 
148511 15001 


monadales; 


ref|NR_026116.1] Blastobacter 
05 3578325 Blastobacter capsulatus 
rhizobiaceae; Blastobacter. 
ref|NR_026115.1] Blastobacter 

3578376 3579789 Blastobacter 
ales; Bradyrhizobiaceae; Blastobacter. 
ref|NR_026103.1| Clostridium populeti 
42 Clostridium populeti Bacteria; 
m. 
ref|NR_026096.1| Sinorhizobium saheli 
32 Sinorhizobium saheli Bacteria; 
inorhizobium/Ensifer group; 


ref|NR_026066.1| Rhizobium mongolense 
64 Rhizobium mongolense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026061.1| Desulfotomaculum 
3652827 3654352 Desulfotomaculum 
coccaceae; Desulfotomaculum. 
ref|NR_026059.1| Rhizobium giardinii 
53 Rhizobium giardinii Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 


ref|NR_026041.1| Polaribacter 

74 3681813 Polaribacter filamentus 
cteriaceae; Polaribacter. 
ref|NR_026039.1| Ochrobactrum anthropi 
56 Ochrobactrum anthropi Bacteria; 
chrobactrum. 

ref|NR_026025.1| Riemerella 


ce 3702915 3704300 Riemerella 

iales; Flavobacteriaceae; Riemerella. 

ref|NR_025953.1| Mesorhizobium ciceri 

75 Mesorhizobium ciceri Bacteria; 

eae; Mesorhizobium. 

ref|NR_025889.1| Bartonella elizabethae 

82 Bartonella elizabethae Bacteria; 

Bartonella. 

ref|NR_025886.1| Ahrensia kielensis 

99 Ahrensia kielensis Bacteria; 

aceae; Ahrensia. 

ref |NR_025838.1| Novosphingobium 
3965346 3966788 Novosphingobium 

Sphingomonadaceae; 

ref|NR_025837.1| Mesorhizobium loti 

15 Mesorhizobium loti Bacteria; 

eae; Mesorhizobium. 

ref|NR_025828.1| Rhizobium galegae 

09 Rhizobium galegae Bacteria; 


hizobium/Agrobacterium group; Rhizobium. 


ref|NR_025823.1| Aquimarina muelleri 
32 Aquimarina muelleri Bacteria; 
; Aquimarina. 
ref|NR_025822.1| Gillisia mitskevichiae 
12 Gillisia mitskevichiae Bacteria; 
; Gillisia. 
ref|NR_025731.1| Ulvibacter litoralis 
54 Ulvibacter litoralis Bacteria; 
; Ulvibacter. 


ref |NR_029322.1| Chlorobium 

74295 75601 Chlorobium 
robiaceae; Chlorobium/Pelodictyon group; 
ref |NR_029272.1| Kineococcus 

147044 148460 Kineococcus 


etales; Kineosporiineae; 


ref|NR_029271.1| Clostridium rectum 
5 Clostridium rectum Bacteria; 


gi| 265678860 


californicum strain ST-6 16S ribosomal RNA, partial sequence 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_029166.1| Mycoplasma 
299496 300945 Mycoplasma 


507942 Bacteria_ 


saeculare strain 


Bacteria; Actinob 
507942 Bacteria_ 
borstelensis stra 
borstelensis Bact 
507942 Bacteria_ 


hassiacum strain 
Bacteria; 


Fusobacteria; 


Bacteria; 


507942 Bacteria_ 


strain AIP313.00 


Proteob 
507942 Bacteria_ 
strain VPB 4027 1 
Fus 
507942 Bacteria_ 
aurantiaca strain 
Proteob 


16S 805561 805502 13 71 


gi 


CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 


16S ribosomal RNA, partial sequence 804384 80579 


nce 69711 
terales; C 
265678509 


ref 


8 698533 Brevun 
aulo 


bacteraceae; 
NR_028812.1 


16S 339107 339040 5 71 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
16S 348174 348115 13 71 gi| 265678826 |ref|NR_029131.1| Brevibacillus 

in Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

16S 593587 593516 13 82 gi|265678657|ref|NR_028962.1| Novosphingobium 
W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
acteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
16S 634569 634542 46 73 gi| 265678628 |ref|NR_028933.1| Fusobacterium equinum 
6S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
obacteriales; Fusobacteriaceae; Fusobacterium. 

16S 698275 698204 13 82 gi|265678584|ref|NR_028889.1| Brevundimonas 


dimonas aurantiaca 
Brevundimonas. 
Anaeroglobus geminatus 


1 Anaeroglobus geminatus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

507942 Bacteria_16S 814798 814703 4 96 gi| 265678503 |ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
507942 Bacteria_16S 817794 817767 46 73 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

507942 Bacteria_16S 852620 852549 12 81 gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 


radiotolerans Bac 


Kineosporiaceae; 


507942 Bacteria_ 
marinus subsp. pa 


Kineococcus. 


16S 879745 879706 46 84 gi 


teria; Actinobacteria; Actinobacterida 


storis strain PCC 9511 16S ribosomal RNA, partia 


265678459 


e; Actinomycet 


ref 


1 se 


ales; Kineo 


NR_028762.1 
quence 


s 


poriineae; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 
507942 Bacteria_ 


sibiricum strain 
Bacteria; 


507942 Bacteria_ 


strain W1-2B 16S 


Bacteria; 


nucleatum subsp. 
Fusobacterium. 


507942 Bacteria_16S 


Proteob 


Prochlorococcus. 
901252 901157 4 


e; 


16S 96 gi 


16S 1069885 1069814 13 82 
ribosomal RNA, partial sequence 


gi 


16S 1074295 1074224 13 82 gi 


acteria; Alphaproteobacteria; 
1482858 1482831 46 73 


gi 
vincentii ATCC 49256 Bacteria; Fusobac 


1490456 1490401 44 97 gi 


strain IBS G15036 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 


507942 Bacteria_16S 
51271 16S ribosomal RNA, 
Clost 
507942 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 


Firmicutes; 


Algoriphagus. 


507942 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; 


Algoriphagus. 


507942 Bacteria_16S 
winogradskyi stra 
winogradskyi Bact 


Algoriphagus. 


507942 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; 


Sp 
507942 Bacteria_16S 
aquimarinus strai 
aquimarinus Bacte 


Sp 
507942 Bacteria_16S 


1499475 1499416 13 

complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1617494 1617435 13 71 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


71 gi 


1619017 1618958 13 71 


gi 


hingobacteria; Sphingobacteriales; Cyc 
1620540 1620481 13 71 gi 


n LMG 21971 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 
1622063 1622004 13 71 gi 


in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1625094 1625035 13 71 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1721163 1721136 46 73 gi 


gi 


AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 


1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
507942 Bacteria_ 
tardaugens strain 
Proteob 
507942 Bacteria_16S 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, 


ARI-1 16S ribosomal RNA, partial sequ 
Sphingomonadales; 


1498269 1499735 Caton 
atonella. 


16S ribosomal RNA, partial sequence 1617815 16192 


1623889 16253 


265678444 
e 90001 
hales; Pis 
265678331 


aulobacter 
265678328 
ence 10731 


219878151 
partial 
teria; Fus 
219846947 
14892 
Cory 


ales; 


219846656 


Cc 
219878465 

sequence 
phingobact 


219878464 
lobacteria 
219878463 
sequence 
phingobact 
219878462 
1 sequence 
Sphingobac 
219878460 


lobacteria 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


219878394 


ref 


3 901506 Thioa 
ciri 


33 Brevundimonas 
acea 
Sphi 
sequ 


obac 


76 1490698 Coryn 
neba 


ella 


1616292 16177 
eria 


87 Algoriphagus 
ceae 
1619338 16208 


eria 


1620861 16223 
teri 


NR_028746.1 


ckettsiacea 
NR_028633.1 


e; Brevundi 
NR_028630.1 


37 1074554 Novosp 
ngomonadacea 


NR_025290.1 
ence 148170 
teriales; 


NR_026539.1 
cterineae; 


NR_026248.1 
morbi ATCC 


NR_025604.1 
6 
les; Cyclob 


NR_025603.1 
; Algoriphag 
NR_025602.1 
1 
les; Cycloba 
NR_025601.1 
3 
b 


ales; Cyclo 


NR_025599.1 


; Belliella 
NR_025533.1 


1 
e 


Fu 


e 
c 


a 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Brevundimonas nasdae 

nasdae Bacteria; 


’ 


monas. 


Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Fusobacterium 

3 1483108 Fusobacterium 
sobacteriaceae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Catonella morbi ATCC 
51271 Bacteria; 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 
ceae 


Cetobacterium somerae 


strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 


Fusobacteria; 


Fusobacteriales; 


Fusobacteriaceae; Cetoba 


cterium. 


507942 Bacteria_ 


507942 Bacteria_ 


strain ATCC 15253 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


507942 Bacteria_ 


507942 Bacteria_ 


aerophilum strain 


Bacteria; 
507942 Bacteria_ 


olearium strain SR1 16S ribosomal RNA, partial sequence 
Firmicutes; 


Bacteria; 
507942 Bacteria_ 
strain SEBR 4211 
Firmicutes; 
507942 Bacteria_ 
thyasirae strain 


thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 
Thiomicrospira. 
507942 Bacteria_16S 2788033 2787966 5 71 gi| 219857125 


herbarius strain 
Bacteria; 
507942 Bacteria_ 
strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_ 
strain CM-01 16S 


Clostridia; 


16S 1778782 1778695 12 96 gi 
Firmicutes; Bacillales; 
2023929 2023858 13 82 gi 


16S ribosomal RNA, partial sequence 


16S 


16S 2183685 2183614 12 81 gi 


Actinomyces. 


16S 2469165 2469070 4 96 gi 


16S 2505146 2505087 13 71 


gi 
Clostridia; Clostridiales; 


16S 2616284 2616214 13 81 


gi 
Clostridiales; 


16S 2648463 2648368 4 96 gi 


16S 2894747 2894676 12 81 
ribosomal RNA, partial sequence 


gi 


16S 2896242 2896171 12 81 gi 


219878351 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial 
agaridevorans Bacteria; Paenibacillaceae; 


219878180 


aulobacter 
219857611 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 

hongkongensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; 
219857404 
AL3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 
219857379 


Lachnospiraceae; 
219857255 
16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Family XII. 
219857226 
DSM 5322 16S ribosomal RNA, partial sequence 


CP-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; Al 
219856860 

2893553 28949 
Microc 


219856859 


sequence 


20227 


Actinom 
24679 
Pis 


25039 


27867 
icycloba 


occineae 


ref|NR_025490.1| Paenibacillus 
1777548 1779056 Paenibacillus 

Paenibacillus. 

ref|NR_025319.1| Caulobacter henricii 

70 2024208 Caulobacter henricii Bacteria; 

aceae; Caulobacter. 

ref|NR_025200.1| Actinomyces 

182453 2183877 Actinomyces 

ycetales; Actinomycineae; 


ND 


ref|NR_024992.1| Thioalkalimicrobium 

28 2469361 Thioalkalimicrobium aerophilum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_024967.1| Sporobacterium 

25 2505435 Sporobacterium olearium 
Sporobacterium. 
ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024854.1| Thiomicrospira 

2647248 2648671 Thiomicrospira 

hales; Piscirickettsiaceae; 


ref |NR_024753.1| Alicyclobacillus 
86 2788314 Alicyclobacillus herbarius 
cillus. 
ref|NR_024679.1| Mycetocola lacteus 

97 Mycetocola lacteus Bacteria; 

; Microbacteriaceae; Mycetocola. 
ref|NR_024678.1| Mycetocola saprophilus 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


507942 Bacteria_16S 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 


2897736 2897665 12 


81 


2895048 2896491 Mycetocola saprophilus Bacteria; 


Micrococcineae; Mi 
gi| 219856858 |ref 


2896542 289798 


crobacteriac 
NR_024677.1 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 


tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

507942 Bacteria_16S 3002663 3002604 13 71 gi| 219846922 |ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 


Bacteria; 
507942 Bacteria_ 


Firmicutes; 


Bacillales; Paenibacillaceae; 
3093235 3093164 12 81 


16S gi 


Brevi 


bacillus. 
219846860 


ref 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
507942 Bacteria_16S 
lipolytica strain JW265 16S ribosomal RNA, partial sequence 32342 
Clostridiales; 


Bacteria; 


lacunarum Bacteria; 


507942 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; 


507942 Bacteria_16S 


pelophila strain 
Bacteria; 


rhizogenes strain 


Firmicutes; 
507942 Bacteria_16S 

lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 
Firmicutes; 


Fusobacteriales; 


3235468 3235383 14 


Clostridia; 


3373657 3373630 46 


3500343 3500316 46 


3839343 3839248 4 


3975351 3975280 13 


Clostridia; 


96 


Syntrophomonadac 
73 gi| 219846668 
Halanaerobiales; Halo 


73 


16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriaceae; 


96 


4B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 
507942 Bacteria_16S 
IAM 14222 16S ribosomal RNA, 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; 


82 


Rhizobium/Agrobacterium group; Agrobacterium. 


507942 Bacteria_16S 


strain IAM 13153 


flavimaris strain 


Sphingopyxis. 


507942 Bacteria_16S 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 40776 
Thermoanaerobacterales; 


Firmicutes; 
Mahella. 


507942 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 
507942 Bacteria_16S 


Clostridia; 


3976765 3976694 13 


4001714 4001643 13 


4077319 4077237 1 


4125792 4125721 12 


82 


complete sequence 


82 


SW-151 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


81 


81 


NR_026452.1 


Kocuria rhizophila 


Cetobacterium. 


complete sequence 


3092041 30935 


gi|219846764 


gi|219846576 


219846336 
38381 
Pis 
219846242 


gi 


gi 
Rhizobi 


219846241 
39756 


gi 


gi|219846224 


gi| 219846168 


eae; 


bacteroidaceae; 


Sphingomonadales; 


11 Kocuria rhizophila Bacteria; 

; Micrococcaceae; Kocuria. 

ref|NR_026356.1] Thermosyntropha 

98 3235755 Thermosyntropha lipolytica 

Thermosyntropha. 

ref|NR_026260.1| Halanaerobacter 
3372496 3373950 Halanaerobacter 

Halanaerobacter. 

Cetobacterium ceti 

ceti Bacteria; 


ref|NR_026168.1 
73 Cetobacterium 


ref|NR_025926.1| Thiomicrospira 
14 3839581 Thiomicrospira pelophila 
cirickettsiaceae; Thiomicrospira. 
ref |NR_025832.1| Agrobacterium 


3974188 3975556 Agrobacterium 


ales; Rhizobiaceae; 


ref|NR_025831.1] Mycoplana bullata 


07 3977021 Mycoplana bullata Bacteria; 


ref|NR_025814.1| Sphingopyxis 

4000552 4001995 Sphingopyxis 
Sphingomonadaceae; 
Mahella australiensis 


ref|NR_025758.1 


04 Mahella australiensis Bacteria; 
Thermoanaerobacterales Family IV. 


Incertae Sedis; 


gi| 219846133 


ref|NR_025723.1| Kocuria marina strain 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


507942 Bacteria_16S 4182664 4182637 46 73 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

507942 Bacteria_16S 4237154 4237095 13 71 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

507942 Bacteria_16S 25480 25410 13 81 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 145321 145243 5 81 gi| 265678966 |ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

507942 Bacteria_16S 160580 160510 13 81 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

507942 Bacteria_16S 163486 163448 44 81 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

507942 Bacteria_16S 186452 186394 14 71 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

507942 Bacteria_16S 309936 309866 13 81 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

507942 Bacteria_16S 342180 342082 1 96 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
507942 Bacteria_16S 346704 346646 14 71 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

507942 Bacteria_16S 359882 359804 5 81 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

507942 Bacteria_16S 361428 361350 5 81 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

507942 Bacteria_16S 388638 388580 14 TL gi|265678796|ref|NR_029101.1| Veillonella ratti 


strain RV-12x 16S 
Clost 
507942 Bacteria_16S 
antiquum strain V. 
antiquum Bacteria 


Firmicutes; 


Brevibacterium. 


507942 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 
507942 Bacteria_16S 
halotolerans stra 
halotolerans Bact 


Nesterenkonia. 


507942 Bacteria_16S 
atlanticus strain 
atlanticus Bacter 
507942 Bacteria_16S 
gangotriensis str 
gangotriensis Bac 
Micrococcaceae; Arthrobacter. 
507942 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
507942 Bacteria_16S 
BI 114 16S ribosomal RNA, partial sequ 
Rumino 


variabile strain 
Bacteria; 


strain CCUG 42773 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
507942 Bacteria_16S 


Firmicu 
507942 Bacteria_16S 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 
540526 540488 44 81 gi 
tes; Clostridia; Clostridiales; 
596643 596573 13 81 gi 
16S ribosomal RNA, partial sequence 


669425 669355 13 81 


gi 


387448 38884 


528726 53019 
Deinoco 


ccaceae; D 
265678692 
ence 53938 
coccaceae; 
265678655 

59545 
nomycineae 


coccus. 
ref |NR_028997.1 
4 540811 Subdol 
Subdoligranulum 
ref|NR_028960.1 
5 596820 Actino 
; Actinomycetace 


265678603 


ref|NR_028908.1 


3 Veillonella ratti Bacteria; 


ridia; Clostridiales; Veillonellaceae; Veillonella. 
420974 420936 44 81 gi|265678774|ref|NR_029079.1| Brevibacterium 

KM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 

; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
427261 427183 5 81 gi|265678770|ref|NR_029075.1| Nesterenkonia 

ain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

esterenkonia. 
430348 430270 5 81 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 

in YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
444234 444148 13 96 gi|265678759|ref|NR_029064.1| Croceibacter 

HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 

ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
496316 496238 5 81 gi|265678721|ref|NR_029026.1| Arthrobacter 

ain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
529928 529870 14 71 gi|265678699|ref|NR_029004.1| Deinococcus indicus 


2 Deinococcus indicus Bacteria; 
eino 


Subdoligranulum 
igranulum variabile 
Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Arcanobacterium 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 


pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 


507942 Bacteria_ 
34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
507942 Bacteria_ 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
507942 Bacteria_ 


strain AMX51 16S 


Bacteria; 


507942 Bacteria_ 
gasicomitatum str 
gasicomitatum LMG 
507942 Bacteria_ 
singaporensis str 
singaporensis Bac 


Desulforhopalus. 


507942 Bacteria_ 
psychrophila stra 
psychrophila Bact 


Desulfotalea. 


507942 Bacteria_ 
strain DSM 2588 1 
Sp 
507942 Bacteria_ 
kuenenii strain J 
Proteob 


Bacteroidetes; 


Bacteria; 


507942 Bacteria_ 


strain JB-A2 16S 
Proteobacteria; 


Bacteria; 


507942 Bacteria_ 
japonensis strain 
Bactero 


Bacteria; 


507942 Bacteria_ 
DSM 1552 16S ribo 
Firmicutes; Erysi 
507942 Bacteria_ 
colihominis DSM 1 
F 


17241 Bacteria; 


507942 Bacteria_ 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


507942 Bacteria_ 
DSM 13279 16S rib 
Bacteria; Actinob 


Collinsella. 


507942 Bacteria_ 
limnophilus strai 
limnophilus Bacte 
507942 Bacteria_ 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 


507942 Bacteria_16S 1603948 1603910 44 81 gi| 219878475 |ref|NR_025614.1 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 160426 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Brevibacterium. 

507942 Bacteria_16S 1704441 1704380 13 73 gi| 219878405 |ref|NR_025544.1 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 170468 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocys 
507942 Bacteria_16S 1736339 1736269 13 81 gi|219878384|ref|NR_025523.1 


G 
507942 Bacteria_ 
thermophila strai 
Proteob 


16S 825394 825333 13 73 gi 


16S 826896 826835 13 73 gi 


16S 843653 843592 13 73 
ribosomal RNA, partial sequence 


gi 


16S 848300 848231 14 81 gi 
acteria; Alphaproteobacteria; Rhodobac 
16S 857207 857121 13 96 gi 
ain TB1-10 16S ribosomal RNA, partial 

18811 Bacteria; Firmicutes; Lactobaci 
16S 907354 907300 44 96 gi 
ain S'pore Tl 16S ribosomal RNA, parti 


teria; Proteobacteria; Deltaproteobact 


16S 927601 927515 13 96 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 
16S 


941393 941335 14 71 


gi 


hingobacteria; 
16S 


Sphingobacteriales; Chi 
998527 998429 1 96 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
16S 1001559 1001461 1 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
16S 1030347 1030249 1 96 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
16S 1062375 1062317 14 71 gi 
758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
16S 1166508 1166450 14 71 gi 


pelotrichi; Erysipelotrichales; Erysip 
16S 1184647 1184577 13 81 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
16S 1204363 1204297 6 71 gi 
13280 16S ribosomal RNA, partial seque 
Coriobacteridae; Coriob 
16S 1205869 1205803 6 

osomal RNA, partial sequence 
acteria; Coriobacteridae; 


| gi 


Coriobacteri 


16S 1255567 1255509 14 71 
n DSM 6472 16S ribosomal RNA, 
ria; Firmicutes; Bacillales; Paenibaci 
16S 1421873 14217955 81 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


gi 
partial 


824212 825662 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


825713 827158 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
507942 Bacteria_ 
kondratievae stra 
Proteob 


in GB 16S ribosomal RNA, partial seque 


6S ribosomal RNA, partial sequence 940206 94166 


1000320 10017 


somal RNA, partial sequence 1165300 1166687 Clost 


1204671 12061 


265678496 


sea. 
265678495 


sea. 
265678484 


rhizobiace 
265678481 
nce 84713 
terales; R 
265678474 
sequence 

llales; Le 
265678440 
al sequenc 
eria; Desu 


265678427 
quence 
ria; Desul 


265678418 


tinophagac 
265678379 
ce 99729 
hales; Pis 
265678377 


ciricketts 
265678358 
nce 10291 
hales; Pis 
265678336 
ce 10611 
iales; Chi 
228720470 


elotrichac 
228717037 
ce 11834 
Ruminococc 
228715356 
nce 12031 
acteriales 


228715355 


ales; Cori 
219857194 
sequence 

llaceae; B 
224581444 
1 sequence 
ridae; Act 


obac 


lfobacterales; 
ref |NR_028729.1 

926361 927852 
fobacterales; D 


ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinophag 
ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiacea 
ref |NR_028679.1 


iaceae; Thiomicr 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref|NR_027592.1 
ridium spirofor 
eae. 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027528.1 
62 1204620 Collin 
Coriobacterine 


’ 


ref|NR_027527.1 
28 Collinsella 
terineae; Co 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_027226.1 

1420664 142216 
inomycetales; Mi 


vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


D 


e 


e: 


ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 
ref|NR_028798.1| Bosea eneae strain 
eneae Bacteria; Proteobacteria; 
ref|NR_028787.1| Bosea minatitlanensis 
9 Bosea minatitlanensis Bacteria; 
ae; Bosea. 
ref|NR_028784.1] Paracoccus 
2 848491 Paracoccus kondratievae 
hodobacteraceae; Paracoccus. 
ref|NR_028777.1] Leuconostoc 

855982 857475 Leuconostoc 
uconostoc. 
ref|NR_028742.1] Desulforhopalus 
e 906169 907666 Desulforhopalus 


esulfobulbaceae; 
Desulfotalea 
Desulfotalea 


sulfobulbaceae; 


Chitinophaga pinensis 


pinensis Bacteria; 


a. 

Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira frisia 


’ 


83 Thiomicrospira frisia Bacteria; 


ospira. 

Thiomicrospira 

crospira thermophila 

; Thiomicrospira. 
Chitinophaga 

ophaga japonensis 

hitinophaga. 

Clostridium spiroforme 


me DSM 1552 Bacteria; 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Collinsella 

sella intestinalis DSM 

ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Brevibacillus 
5 Brevibacillus 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 


1735130 173662 


Actinomyces 
2 Actinomyces 


507942 Bacteria_ 


cardiffensis stra 
cardiffensis Bact 


Actinomycetaceae; 
507942 Bacteria_ 


sacelli strain LM 


sacelli Bacteria; 
Brachybacterium. 
507942 Bacteria_ 
fresconis strain 


fresconis Bacteri 


Brachybacterium. 


507942 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 


Dermabacteraceae; 


507942 Bacteria_16S 
strain 4-0 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 
hippocoleae strai 
hippocoleae Bacte 


Actinomycetaceae; 


507942 Bacteria_16S 
nasiphocae strain 
nasiphocae Bacter 


Arthrobacter. 


507942 Bacteria_16S 
suimastitidis str 


suimastitidis Bac 
Actinomycetaceae; 


507942 Bacteria_16S 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
507942 Bacteria_16S 
haemolyticum stra 


haemolyticum DSM 
Actinomycetaceae; 


507942 Bacteria_16S 
antarcticus strai 
Bacteria; Actinob 
507942 Bacteria_16S 


strain IH003 16S 
Firmicutes; Lacto 


16S 1739385 1739315 13 81 gi 


Actinomyces. 


16S 1760804 1760726 5 81 gi 


16S 1762325 17622475 81 gi 


1763847 1763769 5 81 gi 


Brachybacterium. 
1781885 1781807 5 81 
bosomal RNA, partial sequence 


gi 


1848962 1848892 13 81 gi 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1874754 1874676 5 


81 gi 


ia; Actinobacteria; Actinobacteridae; 


1902369 1902299 13 81 gi 


Actinomyces. 
1952379 1952309 13 81 gi 
16S ribosomal RNA, partial sequence 

1981104 1981034 13 


81 gi 


Arcanobacterium. 
2066717 2066639 5 


81 gi 


2177669 2177583 13 96 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 


gi 


in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


LMG 20336 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


1780670 17821 


n CCUG 44697 16S ribosomal RNA, partia 


M597/99/10 16S ribosomal RNA, partial 


ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 


in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 


n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


2176454 21779 


219878382 
al sequenc 
; Actinomy 
219878365 
uence 

inomycetal 


219878364 
equence 
inomycet 


219878363 
artial seq 
ridae; Act 


219878349 


ococcineae; 


219878303 
1 sequence 
Actinomyc 


219878285 
sequence 
Actinomyce 


219878262 
ial sequen 
e; 


219878227 
19511 
nomycineae 
219878208 
al sequenc 


bacteridae; 


’ 


219878146 
ce 20655 
ales; Micr 
219857615 


ref 
e 1738160 17396 
ceta Actino: 
ref 
1759669 17610 
es; Micrococcin 
ref yl 
1761124 17625 
ales; Micrococc 
re 
uenc 


ref 
24 Citricoccus muralis Bacteria; 
crococcacea 
ref al 
1847763 18492 
etales; Actinomy 
ref re 
1873541 187493 
tale Micrococc 
ref 
ce 1901160 190257 
Actinomycet Actino: 
ref 
63 1952590 Actin 
tinomycetac 
ref if 
e 1979903 19813 
tinomycetal 


ref 
12 2067008 Micro 
ococcineae; Mic 
ref 


27 Leuconostoc inhae Bacteria; 


NR_025521. 
les; 


NR_025504. 


NR_025503. 


r 


£|NR_025502. 


e 
NR_025488. 


Mi 
NR_025442. 


NR_025424. 
S; 
NR_025401. 
ales; 
NR_025366. 


Ac 
NR_025347. 


Ac 


NR_025285. 


NR_025204. 


17626 
inomycetales; Mi 


8 


7 


9 


4 


e 


4 


1 


fo} 
e 
8 
e 


Cc 
r 


e 


i 


Actinomyces 
1 Actinomyces 


mycineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Citricoccus muralis 


; Citricoccus. 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Arcanobacterium 

5 Arcanobacterium 

s; Actinomycineae; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Leuconostoc inhae 


507942 Bacteria_16S 2300625 2300564 13 73 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

507942 Bacteria_16S 2403647 2403589 14 71 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

507942 Bacteria_16S 2419140 2419054 13 96 gi|219857447|ref|NR_025035.1| Leuconostoc gelidum 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

507942 Bacteria_16S 2420695 2420609 13 96 gi| 219857446 |ref|NR_025034.1| Leuconostoc kimchii 


strain IH25 16S r 
Firmicutes; Lacto 


507942 Bacteria_16S 


sapomandens strai 
Sapomandens Bacte 


507942 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


507942 Bacteria_16S 


strain IFO 15616 


ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2429587 2429549 44 81 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2818017 2817959 14 71 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 
2903810 2903740 13 


81 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


507942 Bacteria_16S 


strain NCIMB 1112 


3005690 3005629 13 73 gi 
6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


507942 Bacteria_16S 


strain 150 16S ri 


3031294 3031236 14 TE 
bosomal RNA, partial sequence 


gi 


2419471 24209 


16S ribosomal RNA, partial sequence 2902597 29040 


219857438 
sequence 

ales; Pept 
219856912 
1 sequence 
sipelotric 


219856854 


ococcineae; 


219846920 
30045 
locystacea 
219846903 


e; 


ref 


ococ 
ref 


hale 


ref 


ref 


ref 


2428395 24298 
caceae; Des 


2816799 28182 
Ss; Erysipel 


Mi 


Methylosinus 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


NR_025026.1 


NR_024733.1 


NR_024673.1 
77 Zimmermannella alba Bacteria; 
crobacteria 
NR_026512.1 
29 3005936 Methy 


NR_026495.1 
3030089 3031577 Clostridium cocleatum Bacteria; 


1 
u 


8 
° 


Cc 


1 


75 Leuconostoc kimchii Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
lfotomaculum. 
Coprobacillus 

3 Coprobacillus 
trichaceae; 


Zimmermannella alba 
eae; Pseudoclavibacter. 


Methylosinus sporium 
osinus sporium Bacteria; 


Clostridium cocleatum 


507942 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


507942 Bacteria_16S 


strain DSM 9580 1 


Dermabacteraceae; 


507942 Bacteria_16S 


strain DSM 7083 1 


Dermabacteraceae; 


507942 Bacteria_16S 
train DSM 12679 16S ribosomal RNA, par 
Clost 


proteoclasticus s 


proteoclasticus B 
507942 Bacteria_16S 


strain DSM 2062 1 


Actinomycetaceae; 


507942 Bacteria_16S 


matruchotii strai 


matruchotii Bacte 
Corynebacteriacea 
507942 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; 


strain DSM 20315 


strain 6843 DSM 1 


municipale Bacter 
Pseudonocardiacea 


507942 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


507942 Bacteria_16S 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


507942 Bacteria_16S 


strain ATCC 51856 


Clost 
507942 Bacteria_16S 


3111187 3111149 44 81 gi 
Bacteria; Firmicutes; 
3352270 33521925 


Clostridia; 


81 gi 


3355355 33552775 81 
rain CNRZ 926 16S ribosomal RNA, 


gi 


Brachybacterium. 


3356914 3356836 5 81 gi 


3360042 33599645 81 gi 


Brachybacterium. 


3366234 3366165 5 73 gi 
acteria; Firmicutes; Clostridia; 


3394837 3394799 44 81 gi 


3417629 3417559 13 81 
rain CIP 103149 16S ribosomal 


gi 


Actinomyces. 
3430963 3430925 44 81 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3447106 3447036 13 81 gi 
ridia; Clostridiales; 
3453357 3453279 5 


Clostridiaceae; 
81 gi 


3479248 3479178 13 81 gi 


3494472 3494402 13 81 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 
3495852 3495782 13 81 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 


3497395 3497329 6 71 gi 
DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; Coriobacteridae 
Coriobacterium. 
3498903 3498833 13 81 gi 
16S ribosomal RNA, partial sequence 


, 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


507942 Bacteria_16S 


strain DSM 20425 


3503262 3503224 44 81 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


507942 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


507942 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


507942 Bacteria_16S 
somal RNA, partial sequence 3833603 3835009 Rumin 


strain 7 16S ribo 
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507942 Bacteria_16S 
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SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


’ 


3831915 3831845 13 81 gi 
in C94 16S ribosomal RNA, partial sequ 
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3834803 3834733 13 81 gi 


ridiales; Ruminococcaceae; Ruminococcu 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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507942 Bacteria_16S 
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ti 
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Actino: 
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Actinomy 


al seque 
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al seque 
Actino: 
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ref 
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v 
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ref 
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m. 
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ref 
ref 

ococ 
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Pep 
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myce 
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ceta 
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3493260 3 


39 3496156T 


3496207 3 


92 3499120 Actin 


3511236 35127 


35 3832122 Rumin 
Ruminococcus. 


NR_026440.1 
6 


tococcaceae; 
NR_026275.1 


crobacteriac 
NR_026272.1 
4 
tales; Micr 
NR_026271.1 


rmabacterac 
NR_026269.1 
3 
les; Microc 
NR_026265.1 

336503 
tridiaceae; 
NR_026241.1 


evibacteriac 
NR_026225.1 

341641 
tales; Actin 
NR_026216.1 
2 
a 


es; Coryneb 


NR_026204.1 


NR_026200.1 


crococcaceai 
NR_026182.1 


tinomycetace 
NR_026172.1 
49458 
s; Pseudonoc 
NR_026171.1 
hermo 
cardineae; P 
NR_026170.1 
49764 
ales; Coriob 
NR_026169.1 
° 
tinomycetace 
NR_026166.1 


evibacteriac 
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0 
n 
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NR_025931.1 
fe} 


NR_025929.1 
cus albus 7 


NR_025914.1 


fo} 


e 


fe} 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Brachybacterium 

5 Brachybacterium 

coccineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 
De 


ae; Dermabacter. 

Brachybacterium 
2 Brachybacterium 
ccineae; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Actinomyces 

6 3417841 Actinomyces 

omycineae; 


Corynebacterium 
4 Corynebacterium 


cterineae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
e: 


Micrococcus. 
Actinomyces georgiae 


’ 


43 Actinomyces georgiae Bacteria; 
mycineae; 


ae; Actinomyces. 
Thermocrispum 

8 Thermocrispum 

ardineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Coriobacterium 
1 Coriobacterium 
acterineae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Microbacterium 

9 Microbacterium 

eae; Microbacteriaceae; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


Mycoplasma meleagridis 


3856288 3857724 Mycoplasma me] 


leagridis Bacteria; 


507942 Bacteria_16S 3895982 3895924 12 69 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 3896280 Chlamydia trachomatis Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

507942 Bacteria_16S 3935427 3935357 14 82 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

507942 Bacteria_16S 4059193 40591155 81 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

507942 Bacteria_16S 4086551 4086497 44 96 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

507942 Bacteria_16S 4113585 4113547 44 81 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

507942 Bacteria_16S 127140 127071 14 81 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

507942 Bacteria_16S 206436 206387 49 96 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
507942 Bacteria_16S 264417 264364 14 66 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
507942 Bacteria_16S 278032 277967 3 67 gi|265678875|ref|NR_029181.1| Mycoplasma feliminutum 


strain Ben 16S ri 
Tenericutes; Moll 


507942 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


507942 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


507942 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


507942 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


507942 Bacteria_16S 
16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
507942 Bacteria_16S 


strain M343/98/2 


strain VPI D 75 B 
Firmicutes; Clost 


507942 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


507942 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


507942 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


507942 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


507942 Bacteria_16S 


strain WSU 86/104 
Chlamydiae; Chlam 


507942 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ridia; Clostridiales; Veillonellaceae; 
890449 890424 46 71 gi 
rain 3.24 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
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Desulfotomaculum aeronauticum strain DSM 10349 16S ribosomal RNA, partial 
Clostridium isatidis strain WV6 16S ribosomal RNA, partial sequence 3247999 
Nonomuraea salmonea strain DSM 43678 16S ribosomal RNA, partial sequence 

Microtetraspora glauca strain DSM 43311 16S ribosomal RNA, partial sequence 
Actinomadura kijaniata strain DSM 43764 16S ribosomal RNA, partial sequence 
Actinomadura madurae strain DSM 43067 16S ribosomal RNA, partial sequence 


Nocardiopsis lucentensis strain DSM 44048 16S ribosomal RNA, partial 


Nocardiopsis listeri strain DSM 40297 16S ribosomal RNA, partial sequence 


Nocardiopsis alba strain DSM 43377 16S ribosomal RNA, partial sequence 


Nocardiopsis albirubida strain DSM 40465 16S ribosomal 
3261367 
Sphingomonas trueperi strain LMG 2142 16S ribosomal RNA, partial sequence 


dassonvillei subsp. 


Pedomicrobium australicum strain IFAM ST1306 16S ribosomal RNA, partial 
Clostridium vincentii DSM 10228 16S ribosomal RNA, partial sequence 3264433 
Legionella drancourtii strain LLAP12 16S ribosomal RNA, partial sequence 
Legionella lytica strain L2 16S ribosomal RNA, partial sequence 3267345 
Leptothrix mobilis strain Feox-1 16S ribosomal RNA, complete sequence 
Shigella dysenteriae strain ATCC 13313 16S ribosomal RNA, partial sequence 
Shigella flexneri strain ATCC 29903 16S ribosomal RNA, partial sequence 
Eubacterium callanderi strain DSM 3662 16S ribosomal RNA, partial sequence 
Acetobacterium bakii strain DSM 8239 16S ribosomal RNA, partial sequence 


Acetobacterium fimetarium strain DSM 8238 16S ribosomal RNA, partial 


Acetobacterium paludosum strain DSM 8237 16S ribosomal RNA, partial 


507942 Bacteria_ 
strain I-132 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Kine 


507942 Bacteria_ 


ATCC 700755 16S r 
Bactero 


Bacteria; 
507942 Bacteria_ 
ATCC BAA-548 16S 


Bacteria; Lentisp 


507942 Bacteria_ 


hartmannellae str 
hartmannellae Bac 
507942 Bacteria_1 


efficiens YS-314 


Bacteria; Actinob 


Corynebacterium. 


507942 Bacteria_1 
AT1047 16S riboso 
Fl 
507942 Bacteria_1 
strain AT1013 16S 
Fl 
507942 Bacteria_1 
ATCC 43183 16S ri 
Bactero 
507942 Bacteria_1 


Flavobacteria; 


Bacteroidetes; 


Bacteria; 


strain HKI 0122 1 


Bacteria; Actinob 


Beutenbergia. 


507942 Bacteria_16S 
gonidiaformans st 
gonidiaformans AT 
507942 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


entericus strain 
entericus Bacteri 


507942 Bacteria_16S 


strain P 297/02 1 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


507942 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


proteolyticus str 
proteolyticus Bac 


507942 Bacteria_16S 


strain ATCC 43185 
Bacteroidetes; 


periodonticum str 
periodonticum Bac 


507942 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


507942 Bacteria_16S 


strain OCh 254 16 


strain A828 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
507942 Bacteria_16S 


strain CA15-8 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 


Ba 
507942 Bacteria_16S 
ain EK1-15 16S ribosomal RNA, partial 
Fusobacteriales; 


16S 1115054 1114974 3 81 

ribosomal RNA, partial sequence 
16S 1167937 1167877 14 73 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; 
16S 1181659 1181603 14 69 

ribosomal RNA, partial sequence 
16S 


1248161 1248105 14 69 


6S 1257052 1257016 46 81 


6S 1273714 1273646 6 
mal RNA, partial sequence 
avobacteriales; 
6S 1275136 1275068 6 73 
ribosomal RNA, partial sequence 


73 


ribosomal RNA, partial sequence 
1765320 1765229 5 96 


Firmicutes; Lactobacillales; 
1819921 1819841 3 81 


a; 


1921798 1921730 6 73 


eria; Bacteroidetes; 


1979575 1979515 14 73 


3170223 3170156 5 71 
teria; Deinococcus-Thermus; 
3393400 3393340 14 73 
cteroidia; Bacteroidales; 
3619167 3619140 46 73 
teria; Fusobacteria; 
3621929 3621902 46 73 

fusiforme Bacteria; Fusobacteria; 
3900519 3900460 13 73 


4109015 4108955 14 73 
ibosomal RNA, partial sequence 


4200769 4200689 3 81 
ribosomal RNA, partial sequence 


189554 189496 14 71 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
507942 Bacteria_16S 


gi 


1113840 11153 
osporiinea 


gi 


1166738 11681 


Flavobacteriale Flavoba 


gi 


1180467 11819 
haerae; Victivallales; Victivallaceae; 


gi 


ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 


gi 


gi 


gi 


1273959 12753 


Sej 


265678299 


228719858 


S; 
228717635 


16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycet 


ales; 


219846220 


1272544 1273908 Sejon 
Flavobacteriaceae; 


ongia. 
219846219 


1392046 13934 


icutes; Mycoplasmataceae; Mycoplasma. 
507942 Bacteria_16S 
CECT 5353 16S ribosomal RNA, partial s 
Strept 


gi 


gi 


gi 


gi 


il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
507942 Bacteria_16S 
ain DSM 20540 16S ribosomal RNA, parti 
Deinococci; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Bacteroidace 


gi 


gi 


fusiforme strain SOR 16S ribosomal RNA, 
Fuso. 


gi 


FL 


219878361 
equence 

oc 
219878323 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
507942 Bacteria_16S 
in LMG 13028 16S ribosomal RNA, partia 
Flavobacteria; 


oc 
219878247 
i 
avobacteri 
219878209 
19783 
acterales; 
219846808 
al sequenc 
; Deinococ 
219846650 
33921 
ae; 
219846493 
sequence 

Fu 
219846491 
partial 

bacteriale 
219846295 


3899350 39007 


gi 


hodobacter 
219846146 


4107869 41092 


gi 


nellaceae; 
219846075 


4199561 42010 


gi 


ococcineae 
265678937 


Cory 


occaceae 


occineae 


sequence 


Bacter 


sobacter 


ref|NR_028600.1| Kineosporia rhamnosa 
13 Kineosporia rhamnosa Bacteria; 

e; Kineosporiaceae; Kineosporia. 
ref|NR_027586.1| Psychroflexus torquis 
92 Psychroflexus torquis ATCC 700755 
cteriaceae; Psychroflexus. 
ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 


Victivallis. 

219857449|ref|NR_025037.1| Neochlamydia 
equence 1246931 1248459 Neochlamydia 
hlamydiaceae; Neochlamydia. 
219857144|ref|NR_024772.1| Corynebacterium 


49 Corynebacterium efficiens YS-314 
nebacterineae; Corynebacteriaceae; 


ref 
gia 


Sejongia jeonii strain 
ria; Bacteroidetes; 


NR_025810.1 
jeonii Bacte 


ref|NR_025809.1| Sejongia antarctica 
12 Sejongia antarctica Bacteria; 


avobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 
6S 1296216 1296156 14 73 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
bosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
6S 1334367 1334288 3 81 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
6S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
1358631 1358604 46 73 gi|228720055|ref|NR_027588.1| Fusobacterium 
rain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
CC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
1393215 1393155 14 73 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Streptococcus 
1 Streptococcus 


ref|NR_025500.1 
1764167 176550 
; Streptococcus. 
ref |NR_025462.1 
91 Plantibacter flavus Bacteria; 
; Microbacteriaceae; Plantibacter. 
ref |NR_025386.1| Chryseobacterium 
1920604 1922061 Chryseobacterium 
ales; Flavobacteriaceae; 


Plantibacter flavus 


, 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Bacteroides caccae 
Oides caccae Bacteria; 


ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref|NR_026083.1 
sequence 362084 


Fusobacterium 

8 Fusobacterium 

erium. 

Fusobacterium 

0 3622170 Fusobacterium 
s; Fusobacteriaceae; Fusobacterium. 
ref|NR_025885.1| Roseibium denhamense 
43 Roseibium denhamense Bacteria; 
aceae; Roseibium. 
ref|NR_025736.1| Bartonella chomelii 
43 Bartonella chomelii Bacteria; 
Bartonella. 
ref|NR_025665.1| Arthrobacter koreensis 
31 Arthrobacter koreensis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_029245.1| Clostridium 


’ 


aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 


aminovalericum Ba 


cteria; Firmicutes; Clostridia; 


Clostridiales; 


Cc 


lostridiaceae; Clostridium. 


507942 Bacteria_16S 


proteoclasticum s 
proteoclasticum B 


507942 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
507942 Bacteria_16S 


strain Illinois 1 


strain TH-3 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
507942 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


507942 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


507942 Bacteria_16S 


geysericola strai 
geysericola Bacte 


507942 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


507942 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


507942 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


507942 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


507942 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


507942 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; G 


507942 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


507942 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


507942 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


507942 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


507942 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


507942 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


507942 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


507942 Bacteria_16S 


strain HY-35-12 1 


716096 716041 14 68 
ibosomal RNA, partial sequence 


gi 


891986 891918 5 73 

ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
910447 910389 14 71 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
978315 978256 13 71 gi 
n GC-42 16S ribosomal RNA, partial seque 
ria; Chloroflexi; Herpetosiphonales; H 
1027329 1027262 19 84 gi 
n ASRB2 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Deltaproteobacteria 


gi 
ce 


qu 
ia 


1239104 1239049 14 68 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1240620 1240565 14 68 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1733285 1733258 46 73 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1935521 1935470 15 65 gi 
ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
1967472 1967379 6 96 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chroma 
2022438 2022379 13 71 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 
2431076 2431017 13 71 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2681477 2681392 14 96 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2739984 2739957 44 71 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
3364700 3364641 15 73 gi 
SM 4136 16S ribosomal RNA, partial seque 
Verrucomicrobia; Verrucomicrobiae; Ver 


se 
aes 


eq 


B 


Ss; 


te 


qu 
di 


1 
Ca 


ce 
S; 


v 


3763775 3763748 46 73 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3790708 3790681 46 73 gi 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 


al 
ia 


ia? 


plasmatace 
265678571 
714920 71638 
obacteriac 
265678450 
890778 89219 
Oren 
265678438 


ae; 


ence 
les; 


nce 


erpetosiph 
265678360 


nce 


’ 


219878163 


quence 
a; 


uence 


’ 


rales; 


219857437 


ence 
ales; 


nce 


219846390 
sequenc 
Lac 
219846370 
3789540 37910 


les; 


aceae; 


4025897 4025839 14 TL gi 


219846206 
6S ribosomal RNA, partial sequence 4024698 40261 


Clo 
265678392 


Syntro 


Rhizo 
219878162 


Rhizob 
219878386 
1732113 17335 
utyrivib 
219878238 
1934336 19357 
Campylo 
219878217 
1966261 19677 
tiaceae; 
219878181 
20212 


Rumino 
219857202 
sequence 
rnobacte 
219857161 
27388 
Thermodesul 
219846674 


rucomicr 


7 Neorickettsia 
ae; 
ref |NR_028876.1 
Aminobacte 
NR_028752.1 


eae; 
ref 


ia. 
ref|NR_028740.1 

909211 910743 
stridiaceae; Cl 
ref|NR_028694.1 

977181 978580 
onaceae; Herpet 
ref|NR_028662.1 

1026088 102759 
phobacterales; 


ref |NR_025302.1 
1237929 123939 
biales; Phyllob 
ref|NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025525.1 
87 Butyrivibrio 
rio. 
ref|NR_025377.1 
49 Campylobacter 
bacteraceae; 
ref|NR_025356.1 


Thiocapsa. 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025025.1 

2429869 243135 
coccaceae; P 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref |NR_024789.1 
10 2740172 Thermo 
fobiaceae; T 
ref |NR_026266.1 

3363492 336498 
obiales; Verruco 


Cc 


ref |NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025961.1 
15 Acholeplasma 
Acholeplasma. 

ref|NR_025796.1 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

507942 Bacteria_16S 204915 204845 14 82 gi| 265678927 |ref|NR_029235.1 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomu 
507942 Bacteria_16S 218831 218774 14 71 gi| 265678917 |ref|NR_029225.1 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Plancto 
Planctomyces. 

507942 Bacteria_16S 767170 767112 14 71 gi| 265678535 |ref|NR_028839.1 


montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 


765978 


Neorickettsi 


fo} 


fo} 


s 


a 


Ss. 


271876 271849 46 73 gi| 265678879 |ref|NR_029185.1]| Clostridium 
train B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
306838 306751 13 97 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 


risticii Bacteria; 
a. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
xr 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Clostridium 
Clostridium 
stridium. 
Herpetosiphon 
Herpetosiphon 
siphon. 
Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Butyrivibrio hungatei 


hungatei Bacteria; 


Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Papillibacter 
9 Papillibacter 
apillibacter. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Butyrivibrio 

4 Butyrivibrio 
tyrivibrio. 
Acholeplasma laidlawii 


laidlawii Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Dictyoglomus 
Dictyoglomus 


Planctomyces 
Planctomyces 
mycetaceae; 


Veillonella 
767386 Veillonella 


montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 


507942 Bacteria_16S 


chilensis strain 
Bacteria; 


mitsuokai DSM 158 
15897 Bacteria; F 


507942 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


507942 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


507942 Bacteria_16S 
joostei strain LM 


joostei Bacteria; 


507942 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


507942 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


507942 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


507942 Bacteria_16S 


strain DSM 3963 1 


strain DSM 20167 


Proteob 
507942 Bacteria_16S 


1000039 999941 1 96 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1207396 1207338 14 71 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1260068 1260010 14 71 gi 

19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1329680 1329622 14 71 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1920284 1920222 12 73 gi 
Bacteroidetes; Flavobacteria; Flavoba 
2088272 2088214 14 71 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2358163 2358097 5 70 gi 

16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3168698 3168640 14 71 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 

3171731 3171673 14 71 gi 


Deinoco 
gi 


Deinococci; Deinococcales; 
3400951 3400873 5 81 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


507942 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


507942 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


507942 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


507942 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


507942 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


507942 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


507942 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


507942 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


507942 Bacteria_16S 


ATcC 700122 16S r 
Actinobacteria; C 


507942 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


507942 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


507942 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


507942 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


4071305 4071247 14 71 
bosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
23889 23820 14 81 gi 
in 265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
921314 921289 46 71 gi 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Coriobacte 
Slackia. 

1157362 1157302 14 73 gi 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1208876 1208851 46 71 gi 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


gi 


, 


Coriobacteri 


1437353 1437292 11 71 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
2080563 2080494 14 81 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 
2388527 2388451 6 81 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2520301 2520276 46 71 gi 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
2703911 2703850 11 71 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
3167184 3167124 12 71 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3833344 3833275 14 81 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
4193345 4193276 14 81 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 


G 18212 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 
507942 Bacteria_16S 
16S ribosomal RNA, partial sequence 3399736 34012 


4070099 40715 


1207714 12091 


2519150 25206 


265678378 
ce 99880 
hales; Pis 
228715354 
12061 
richales; 
219846811 
ence 12588 
occales; D 
219846090 
13284 
nellaceae; 
219878248 
uence 
cteriales; 
219878131 
1 sequence 
sulfurobac 
219857489 
23569 
ales; Prop 
219846809 
sequence 
Deinococca 
219846807 


ccaceae; D 
219846645 


ococcineae 
219846172 


Veillonel 
265679048 
ence 22677 
idiaceae; 

265678431 
al sequenc 
ridae; Cor 


228721492 
nce 11561 
bacteriace 
228715352 
ales; Cori 
224581430 
e 14361 
hermaceae; 
219878136 
sequence 
Actinomy 


’ 


219857468 
nce 23873 
s; Thermoa 
219857364 


obacterine 
219857186 
uence 
Thermales; 
219846810 
sequence 

Deinococca 
219846340 
38321 
Ruminococ 


Clos 


e 920164 92162 


obac 


ceta 


cus. 


ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref |NR_025387.1 
1919085 192055 
Flavobacteriace 
ref|NR_025270.1 
2087053 208849 
teriaceae; Desul 
ref|NR_025077.1 
68 2358432 Propio 
a 


ionibacterineae 


NR_026401.1 
167516 316898 
Deinococcac 
NR_026399.1 


ref 


w 


les; 
ref 


Thiomicrospira 
crospira chilensis 
; Thiomicrospira. 
Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Deinococcus 
occus radiopugnans ATCC 
einococcus. 
Dialister invisus DSM 
ter invisus DSM 15470 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


einococcus. 
ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref|NR_025762.1 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


la. 
ref|NR_029356.1 

24226 Clostr 
tridium. 
NR_028733.1 
8 
Cc 


ref 


iobacteriales; 
ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_027524.1 


Clostridium 
idium orbiscindens 


Slackia 
Slackia 
oriobacterineae; 


Streptobacillus 
obacillus moniliformis 
lus. 

Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


terineae; Co 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_025275.1 
2079371 208087 
les; Propion 


ref|NR_025056.1 
07 2388807 Thermo 
naerobacteracea 
ref|NR_024952.1 


e: 


riobacteriaceae; 


Oceanithermus 
thermus profundus 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Slackia exigua strain 


’ 


14 Slackia exigua ATCC 700122 Bacteria; 


ae; Coriobacteri 
ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref|NR_026402.1 
165996 316746 
les; Deinococcac 
ref |NR_025930.1 
73 3833552 Rumino 


w 


219846080 


aceae; Slackia. 
Oceanithermus 
1 Oceanithermus 
anithermus. 
Deinococcus 
5 Deinococcus 
eae; Deinococcus. 
Ruminococcus bromii 
coccus bromii Bacteria; 


ref|NR_025670.1 


Bacteroides capillosus 


4192139 4193621 Bacteroides capillosus 


Bacteroidaceae; 


Bacteroides. 


507942 Bacteria_ 


strain CIP 10325 
Actinobacteria; 


507942 Bacteria_ 


strain R18165 16 
Actinobacteria; 


507942 Fungi_16S 


strain IFM 10035 
Actinobacteria; 


507942 Fungi_16S 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 


Actinobacteria; 


507942 Fungi_16S 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 


Actinobacteria; 


507942 Fungi_16S 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 


Actinobacteria; 


507942 Fungi_16S 


6S 


v 


strain YZ-96 1 
Actinobacteria 


507942 Fungi_16S 


strain IFM 024 
Actinobacteria 


v 


507942 Fungi_16S 


strain IFM 100 
Actinobacteria 


, 


507942 Fungi_16S 


yamanashiensis s 
yamanashiensis B 
Nocardiaceae; No 
5 
strain JCM 4837 
Actinobacteria; 


olivochromogenes 
olivochromogenes 
Streptomycetacea 


violaceolatus st 
violaceolatus Ba 
Streptomycetacea 


coelescens strai 
coelescens Bacte 
Streptomycetacea 
5 


10200 Bacteria_ 


510200 Bacteria_ 


510200 Bacteria_ 


510200 Bacteria_ 


10200 Bacteria_ 


16S 3414683 3414615 6 73 gi 
9 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Acti 
16S 4238686 4238618 6 73 gi 
S ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Acti 
1217 1140 6 81 gi 
16S ribosomal RNA, partial sequence 1 
Actinobacteridae; Actinomycetales; Cory 
2726 2649 6 81 gi 


Actinobacteridae; Actinomycetales; Cory 
4264 4187 6 81 gi 


Actinobacteridae; Actinomycetales; Cory 
5824 5747 6 81 gi 


Actinobacteridae; Actinomycetales; Cory 

7380 7303 6 81 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
8882 8805 6 81 gi 


5 16S ribosomal RNA, partial sequence 7721 


Actinobacteridae; Actinomycetales; Cory 
10368 10291 6 81 gi 


88 16S ribosomal RNA, partial sequence 9174 


Actinobacteridae; Actinomycetales; Cory 
11849 11772 «6 81 gi 
train IFM 0265 16S ribosomal RNA, parti 
acteria; Actinobacteria; Actinobacterid 
cardia. 
16S 

1 
Actinobacteridae; Actinomycetales; Stre 
16S 4201327 42012211 107 gi 
strain DSM 40451 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
e; Streptomyces. 

16S 1425589 1425487 1 103 gi 
rain DSM 40438 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterida 
e; Streptomyces. 

16S 1427154 1427052 1 103 gi 
n AS 4.1594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Streptomyces. 

16S 2110111 2110009 1 


1085284 1085178 1 107 gi 


103 gi 


6163 


219846635 
34134 
nomycineae 

219846043 


4237444 42389 


nomycineae 
265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


265678319 


6S ribosomal RNA, partial sequence 1085003 10864 


ptomycinea 
219846074 
rtial sequ 
idae; Acti 


224581441 
al sequenc 


224581440 
sequence 
Actinomyce 


219873436 


strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 21113 


Actinobacteria; 


yunnanensis stra 
yunnanensis Bact 
Streptomycetacea 


strain IMC S-080 
Actinobacteria; 


strain DSM 40089 
Actinobacteria; 


eurythermus stra 
eurythermus Bact 
Streptomycetacea 


acidiscabies str 
acidiscabies Bac 
Streptomycetacea 


stelliscabiei st 
stelliscabiei Ba 
Streptomycetacea 


strain ATCC 2549 


510200 Bacteria_ 


510200 Bacteria_ 


510200 Bacteria_ 


510200 Bacteria_ 


510200 Bacteria_ 


510200 Bacteria_ 


510200 Bacteria_ 


Actinobacteridae; Actinomycetales; Stre 
16S 2257105 2257003 1 103 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

16S 2832212 28321101 103 gi 
2 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Stre 
16S 3484278 3484176 1 103 gi 


i 
e 
e; 


Actinobacteridae; Actinomycetales; Stre 
16S 3922254 39221521 103 gi 
in ATCC 14975 16S ribosomal RNA, comple 
eria; Actinobacteria; Actinobacteridae; 
e; Streptomyces. 

16S 3926995 3926893 1 103 gi 
in RL-110 16S ribosomal RNA, complete 
teria; Actinobacteria; Actinobacteridae 
e; Streptomyces. 

16S 2053729 2053620 1 110 gi 
rain CFBP 4521 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterida 
e; Streptomyces. 


a 


ptomycinea 

219857561 
sequence 

Actinomyc 


219856902 
28319 
ptomycinea 
219846586 


16S ribosomal RNA, partial sequence 3483983 34854 


ptomycinea 
219846279 
te sequenc 
Actinomyc 


219846276 
sequence 
Actinomy 


v 


219878155 
al sequenc 
e; 


16S 3920673 3920572 1 
5 16S ribosomal RNA, 


102 gi 
complete sequence 


219846280 
39203 


e; Actinomycet 


Actinomycet 


ref|NR_026227.1 
73 3414913 Actino: 


Actinomyces israelii 

myces israelii Bacteria; 

; Actinomycetaceae; Actinomyces. 

ref|NR_025633.1| Actinomyces dentalis 

60 Actinomyces dentalis Bacteria; 

; Actinomycetaceae; Actinomyces. 

ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

mycetales; Corynebacterineae; 

Streptomyces tauricus 

81 Streptomyces tauricus Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_025664.1| Streptomyces 

ence 4201082 4202529 Streptomyces 

nomycetales; Streptomycineae; 


ref|NR_028621.1 


ref|NR_027223.1 
e 1425302 142681 
ales; Strept 


Streptomyces 
1 Streptomyces 
omycineae; 


ref |NR_027222.1 
1426862 142837 
tales; Streptomy 


Streptomyces 
6 Streptomyces 
cineae; 


Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025149.1| Streptomyces 

2256827 2258294 Streptomyces 

etales; Streptomycineae; 


ref|NR_025250.1 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_026178.1 
99 Streptomyces galbus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025869.1| Streptomyces 

e 3921948 3923478 Streptomyces 
etales; Streptomycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Streptomyces galbus 


ref|NR_025866.1 
3926691 392822 
cetales; Strepto 


Streptomyces 
0 Streptomyces 
mycineae; 


ref|NR_025294.1 
e 2053442 205491 
ales; Strept 


Streptomyces 
9 Streptomyces 
omycineae; 


ref|NR_025870.1| Streptomyces sampsonii 
67 3921897 Streptomyces sampsonii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 

510200 Bacteria_16S 3925415 3925306 1 110 gi|219846277|ref 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete seq 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actin 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 2055198 2055092 1 107 gi 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, par 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteri 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 1771782 1771676 1 107 gi| 219878355 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
510200 Bacteria_16S 3447732 3447626 1 107 gi|219846611 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 3449299 3449197 1 103 gi 
strain NRRL 2418 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomyces. 
510200 Bacteria_16S 3490474 3490372 1 103 gi 
mashuensis strain DSM 40221 16S ribosomal RNA, partial 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 3637830 3637728 1 103 gi 
thermocarboxydus strain AT37 16S ribosomal RNA, partial 
thermocarboxydus Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 3919092 3918990 1 103 gi 
strain ATCC 19812 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
510200 Bacteria_16S 3923834 39237321 103 gi 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, comp 
neyagawaensis Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 3928576 3928474 1 103 
strain RL-34 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
510200 Bacteria_16S 4202825 4202719 1 107 
strain B7319 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
510200 Bacteria_16S 1773280 17731711 110 gi| 219878354 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequenc 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actino 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 1774777 1774676 1 102 gi 
longisporus strain ISP 5166 16S ribosomal RNA, partial 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 2260229 2260120 1 110 gi 
thermospinosisporus strain AT10 16S ribosomal RNA, part 
thermospinosisporus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 3639382 3639273 1 110 gi 
thermocarboxydovorans strain AT52 16S ribosomal RNA, pa 
thermocarboxydovorans Bacteria; Actinobacteria; Actinob 
Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 4126359 41262501 110 
strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
4204373 4204272 1 102 


Streptomycineae; Streptomycetaceae; 


NR_025867.1 
uence 392511 
omycetales; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


219878154 
tial seque 
dae; Actin 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Stre 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


ref|NR_025494.1| Streptomyces arenae 

83 Streptomyces arenae Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_026203.1| Streptomyces 
3447437 3448952 Streptomyces 

tales; Streptomycineae; 


219846610 
34490 
Stre 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


Streptomyces caelestis 
omyces caelestis 
ales; eptomycetaceae; 
219846582 
sequence 
Actinomyce 


ref|NR_026174.1 
3490176 349169 
tales; Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 


219846480 
sequence 
idae; Acti 


ref|NR_026072.1 
3637554 363905 
nomycetales; Str 


Streptomyces 
3 Streptomyces 
eptomycineae; 


219846281 
39187 
ptomycinea 


ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
219846278 | ref |NR_025868.1 
lete sequence 392352 
e; Actinomycet Strept 


Streptomyces tendae 

omyces tendae Bacteria; 

ceae; Streptomyces. 
Streptomyces 

9 3925059 Streptomyces 

ales; omycineae; 
gi|219846275 
3928271 39298 

Streptomycinea 
gi| 219846073 
4202580 42040 


ref|NR_025865.1 
00 Streptomyces scabiei Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025663.1| Streptomyces aureus 
27 Streptomyces aureus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025493.1| Streptomyces 

e 1773034 1774481 Streptomyces 
mycetales; Streptomycineae; 


Streptomyces scabiei 


’ 


219878353 
sequence 
Actinomyc 


ref|NR_025492.1| Streptomyces 
1774532 1775979 Streptomyces 
etales; Streptomycineae; 
219857559|ref|NR_025147.1 
ial sequence 2259931 226145 
teridae; Actinomycetales; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 
219846479 
rtial sequ 
acteridae; 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


, 


gi| 219846132 
4126077 41275 
Streptomycinea 
219846072 


ref|NR_025722.1 
64 Streptomyces 
e; Streptomycet 


Streptomyces africanus 
africanus Bacteria; 
aceae; Streptomyces. 


ref 


510200 Bacteria_16S 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 


510200 Bacteria_16S 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 

5 


10200 Bacteria_16S 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 


gi 
n VK-A60 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

875911 875804 1 108 gi 
n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


v 


2058248 2058141 1 108 gi 


qu 
A 


nc 
al 


265678461 


219878152 


ence 
ctinomycetal 
ref 
87568 
Stre 


e 


es; ptom 


4204078 42055 


6 877087 Strep 


NR_025662.1 
6 
es; Streptom 
NR_028764.1 
es 
r 


ycineae; St 


ref 


Streptomyces 
5 Streptomyces 
ycineae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


NR_025291.1 


Streptomyces 


2057971 2059469 Streptomyces 


thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae 


Streptomyces. 


’ 


510200 Bacteria_ 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


510200 Bacteria_ 


thermoviolaceus s 
1308545 St 


Actinobacteridae; 
510200 Bacteria_ 


strain PK-Blue 16 


16S 2771882 2771775 1 108 gi 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 1307341 1307239 1 


ubsp. 


103 gi 


S ribosomal RNA, partial sequence 


JCM 4526 16S ribosomal RNA, partial s 


thermoviolaceus strain DSM 40443 


219857136 
equence 


228721493 


2167280 21687 


Actinomyce 


16S ribos 


ref 


tale 


ref 
omal 


69 Streptomyces 


NR_024764.1 


2771601 277308 
Streptomy 


Ss; 


NR_027616.1 
RNA, parti 


a 


Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces 


1 sequence 1307063 


reptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
16S 2167577 2167475 1 103 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 


speibonae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 2246340 2246239 1 103 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 1589117 1589008 1 110 gi|219878485|ref|NR_025624.1| Streptomyces catenulae 


strain DSM 40258 


Streptomycineae; 


1601498 1601396 1 103 gi 
oticus strain DSM 43156 16S ribosomal 


Streptomycetaceae; Streptomyces. 


Stre 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
510200 Bacteria_16S 
purpurogeneiscler 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 
219878477 
RN. 


omycinea 


A, parti 


e; S 
ref 
als 


40 Streptomyces 


catenulae Bacteria; 


treptomycetaceae; Streptomyces. 
NR_025616.1] Streptomyces 
equence 1601224 1602721 


510200 Bacteria_16S 2056709 2056607 1 103 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 2247917 22478111 107 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 2773417 27733111 107 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 3485845 3485743 1 103 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 1590665 1590556 1 110 gi| 219878484 |ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 2774955 2774846 1 110 gi|219857133|ref|NR_024761.1| Streptomyces platensis 


strain JCM 4662 1 


6S ribosomal RNA, partial sequence 2774670 27761 


57 Streptomyces 


platensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 403076 402970 1 107 gi|265678786|ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 553403 553297 1 107 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 


flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 1097410 1097304 1 107 gi|265678311|ref|NR_028613.1 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 109859 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 1488023 1487921 1 103 gi|219857134|ref|NR_024762.1 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 148922 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 1592213 15921111 103 gi| 219878483 |ref|NR_025622.1 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 159193 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycineae; Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 1593759 1593657 1 103 gi| 219878482 |ref|NR_025621.1 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 159348 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 1595306 1595204 1 103 gi| 219878481 |ref|NR_025620.1 
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510200 Bacteria_16S 1596854 1596752 1 103 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 1598402 1598300 1 103 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 1599950 1599848 1 103 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 2776492 2776390 1 103 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 2830674 2830572 1 103 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 2978785 2978683 1 103 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 2980318 2980216 1 103 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 3104376 3104274 1 103 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 373895 373794 1 102 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

510200 Bacteria_16S 435637 435536 1 102 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

510200 Bacteria_16S 3236101 3235992 1 110 gi| 219846763 |ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 3644008 3643907 1 102 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
510200 Bacteria_16S 409232 409125 1 108 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

510200 Bacteria_16S 1557327 1557220 1 108 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

510200 Bacteria_16S 1558821 1558714 1 108 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

510200 Bacteria_16S 3640951 3640844 1 108 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
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510200 Bacteria_16S 888063 887961 1 103 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
510200 Bacteria_16S 1474190 1474088 1 103 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 1555833 15557311 103 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
510200 Bacteria_16S 2517879 2517777 1 103 gi| 219857365 |ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 2587571 2587469 1 103 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
510200 Bacteria_16S 2898315 2898213 1 103 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 
510200 Bacteria_16S 704669 704560 1 110 gi|265678579|ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 
510200 Bacteria_16S 2534600 2534491 1 110 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
510200 Bacteria_16S 2977253 2977144 1 110 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
510200 Bacteria_16S 1665316 1665208 1 109 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
510200 Bacteria_16S 2753772 2753688 1 85 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
510200 Bacteria_16S 2820103 2820019 1 85 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 
510200 Bacteria_16S 3152516 3152432 1 85 gi|219846820|ref|NR_026412.1| Terracoccus luteus 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Terracoccus. 
510200 Bacteria_16S 1625655 1625580 1 76 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 
510200 Bacteria_16S 2752276 2752201 1 76 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
510200 Bacteria_16S 2818610 2818535 1 76 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
510200 Bacteria_16S 2821597 2821522 1 76 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
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510200 Bacteria_16S 2138890 2138788 1 103 gi|219857642|ref|NR_025231.1 
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palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
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e; Rhodococcus. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Luteococcus sanguinis 

occus sanguinis 

Propionibacteriaceae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Okibacterium 
8 Okibacterium 
ccineae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Microbacterium 
Microbacterium 
cineae; 


Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 

510200 Bacteria_16S 1677425 1677323 1 103 gi| 219878423 |ref|NR_025562.1 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 167861 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Pseudonocardiaceae; Amycolatopsis. 

510200 Bacteria_16S 1678946 1678844 1 103 gi| 219878422 |ref|NR_025561.1 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycol 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Amycolatopsis. 

510200 Bacteria_16S 2553709 2553607 1 103 gi|219857341|ref|NR_024929.1 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptacidiphilus. 

510200 Bacteria_16S 2666848 2666746 1 103 gi|219857212|ref|NR_024840.1 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharopolyspora. 

510200 Bacteria_16S 2783958 2783872 1 87 gi|219857127|ref|NR_024755.1 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Microbacteriaceae; Okibacterium. 

510200 Bacteria_16S 3012235 3012133 1 103 gi|219846915|ref|NR_026507.1 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 301344 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Nocardioidaceae; Marmoricola. 

510200 Bacteria_16S 460145 460040 1 106 gi|265678744|ref|NR_029049.1 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

510200 Bacteria_16S 1563243 1563138 1 106 gi|219846103|ref|NR_025693.1 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 156296 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

510200 Bacteria_16S 158148 158064 1 85 gi| 265678957 |ref|NR_029265.1 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Microbacteriaceae; Microbacterium. 

510200 Bacteria_16S 786225 786122 1 102 gi|265678521|ref|NR_028825.1 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 


s 


treptomycetaceae; 


Streptomyces. 


Streptomyces 
Streptomyces 
omycineae; 


219846734 
32795 
gi| 219846733 
sequence 
gi| 219846732 
sequence 
gi| 219846731 
32841 
219846730 
32856 
gi| 219846729 
sequence 
gi| 219846728 
32886 
219846727 
32901 
219846726 
32917 
219846725 
32932 
219846724 
32948 
gi| 219846723 
sequence 
i| 219846722 
32978 
219846721 
32993 
219846720 
33024 
219846719 
33024 
219846718 
33040 
219846717 
33055 
219846716 
33071 
219846715 
33100 
219846713 
331 
2198467 
331 
gi|2198467 
sequence 
i|219846710 
33145 
219846709 
33161 
219846708 
33176 
219846706 
33191 
219846705 
33206 
gi| 219846704 |ref 
partial sequence 
gi| 219846702 |ref 
sequence 
gi|219846701 
sequence 
gi| 219846700 
sequence 
gi| 219846699 
sequence 
gi| 219846698 
33298 
219846697 
33313 
219846696 


gi ref 
ref 
ref 
ref 
gi ref 
ref 
ref 
gi ref 
ref 


ref 


ref 


ref 
ref 
11 
ref 
ref 
ref 
ref 
ref 
30 
ref 
97 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


83 3281051 
3281102 32825 
3282621 32840 
45 3285619 
70 3287140 
3287191 32885 
42 3290116 
67 3291668 
19 3293220 
71 3294772 


23 3296322 


85 3299342 


93 3300879 


62 3304004 
55 3305544 
95 3307106 


57 3308568 


48 3312985 
3313036 33145 

89 3316062 

13 3317587 

38 3319106 

57 3320633 


84 3322144 


3323723 33251 
3325249 33267 
3326771 33282 
3328290 33297 
15 3331292 


43 3332810 


NR_026326.1 
NR_026325.1 
7 
NR_026324.1 
9 
NR_026323.1 
NR_026322.1 
NR_026321.1 
9 
NR_026320.1 
NR_026319.1 
NR_026318.1 
NR_026317.1 
NR_026316.1 
NR_026315.1 
9783 
NR_026314.1 
NR_026313.1 
NR_026312.1 


NR_026311.1 


NR_026310.1 
NR_026309.1 
NR_026308.1 
NR_026307.1 
NR_026305.1 
NR_026304.1 
NR_026303.1 
3 
NR_026302.1 
NR_026301.1 


NR_026300.1 


NR_026298.1 
NR_026297.1 


NR_026296.1 

332219 
NR_026294.1 
9 
NR_026293.1 
2 
NR_026292.1 
3 
NR_026291.1 
6 
NR_026290.1 


NR_026289.1 


Acetobacterium malicum strain DSM 4132 16S ribosomal RNA, partial sequence 


Acetobacterium carbinolicum strain DSM 2925 16S ribosomal RNA, partial 


0 


Acetobacterium wieringae strain DSM 1911 16S ribosomal RNA, partial 


4 
woodii strain DSM 1030 16S ribosomal RNA, partial sequence 


Acetobacterium 
Clostridium pascui strain DSM 10365 16S ribosomal RNA, partial sequence 
Thermodesulfovibrio islandicus strain Rlha3 16S ribosomal RNA, partial 


1 


Xanthomonas populi strain LMG 5743 16S ribosomal RNA, partial sequence 


Xanthomonas oryzae strain LMG 5047 16S ribosomal RNA, partial sequence 
Xanthomonas fragariae strain LMG 708 16S ribosomal RNA, partial sequence 
Xanthomonas axonopodis strain LMG 538 16S ribosomal RNA, partial sequence 
Xanthomonas albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Pseudobutyrivibrio ruminis strain DSM 9787 16S ribosomal RNA, partial 
Blautia hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 
Methylophaga sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
Blautia schinkii strain B 16S ribosomal RNA, partial sequence 3300930 
Salinicoccus roseus strain DSM 5351 16S ribosomal RNA, complete sequence 
Lactobacillus panis strain DSM 6035 16S ribosomal RNA, partial sequence 
Lactobacillus oris strain DSM 4864 16S ribosomal RNA, partial sequence 
Xanthobacter autotrophicus strain 7c 16S ribosomal RNA, partial sequence 
Xanthobacter flavus strain 301 16S ribosomal RNA, partial sequence 3308619 
Georgenia muralis strain 1A-C 16S ribosomal RNA, partial sequence 3310081 
Sphingobium xenophagum strain BN6 16S ribosomal RNA, partial sequence 
Desulfovibrio vietnamensis strain G3 100 16S ribosomal RNA, partial 
ppiaanate africana strain Z-7692 16S ribosomal RNA, partial sequence 
Spirochaeta alkalica strain Z-7491 16S ribosomal RNA, partial sequence 
Spirochaeta asiatica strain Z-7591 16S ribosomal RNA, partial sequence 
Halomonas pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
Gordonia hirsuta strain DSM 44140 16S ribosomal RNA, partial sequence 
Thermoanaerobacterium aotearoense strain JW/SL-NZ613 16S ribosomal RNA, 
5 3323672 
Dactylosporangium vinaceum strain DSM 43823 16S ribosomal RNA, partial 
ee roseum strain DSM 43916 16S ribosomal RNA, partial 
oe ee matsuzakiense strain DSM 43810 16S ribosomal RNA, partial 
(amen enees: fulvum strain DSM 43917 16S ribosomal RNA, partial 
4 


Pilimelia terevasa strain DSM 43040 16S ribosomal RNA, partial sequence 


Pilimelia anulata strain DSM 43039 16S ribosomal RNA, partial sequence 


NR_026288.1 


3332861 3334300 


Actinoplanes regularis strain DSM 43151 16S ribosomal RNA, partial sequence 


strain DSM 7083 1 


510200 Bacteria_16S 


3355994 3355910 1 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


strain DSM 20145 


510200 Bacteria_16S 


510200 Bacteria_16S 


3415232 3415148 1 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
3505435 35053511 


85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


libanotica strain 
libanotica Bacter 


Thermomonosporace 


strain ST26 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
510200 Bacteria_16S 


strain ST50 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
510200 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


gangotriensis str 
gangotriensis Bac 


Micrococcaceae; Arthrobacter. 
10200 Bacteria_16S 


5 
IMMIB R-145 16S r 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


3509995 3509911 1 85 gi 
DSM 20530 16S ribosomal RNA, partial s 


3730114 3730030 1 85 gi 
IFO 14095 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

ae; Actinocorallia. 

138353 138278 1 76 

ibosomal RNA, partial sequence 


gi 


Micr 
139882 139807 1 76 gi 
ibosomal RNA, partial sequence 
Micr 
493887 493812 1 76 gi 
in KGN15 16S ribosomal RNA, partial se 


eria; Actinobacteria; Actinobacteridae 


495392 495317 1 76 gi 
ain LzlY 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


544204 544113 1 92 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


strain I-132 16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


968282 968176 1 108 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 

1114135 11140441 92 

ribosomal RNA, partial sequence 


’ 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Kine 


strain Cal06 16S 


510200 Bacteria_16S 


1216969 1216894 1 76 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


psychrophenolicus 
psychrophenolicus 


510200 Bacteria_16S 


1420949 1420874 1 76 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


5 
strain DSM 12798 


10200 Bacteria_16S 


1604603 1604528 1 76 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


5 
arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


strain 4-0 16S ri 


10200 Bacteria_16S 


510200 Bacteria_16S 


1606144 1606069 1 76 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


1780960 1780885 1 76 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


5 
flaccumfaciens pv 


Actinomycetales; 


510200 Bacteria_16S 


strain P 297/02 1 
Actinobacteria; A 


510200 Bacteria_16S 


herbarum strain P 
herbarum Bacteria 
Curtobacterium. 


510200 Bacteria_16S 


10200 Bacteria_16S 


Curtobacterium flaccumfaciens pv. 


1811320 1811245 1 76 gi 
flaccumfaciens strain LMG 3645 16S r 


ctinobacteridae; Actinomycetales; Micr 
1820522 1820447 1 76 gi 
420/07 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


v 


1873830 1873755 1 76 gi 


a; Actinobacteria; Actinobacteridae; Act 


219846679 


6S ribosomal RNA, partial sequence 3355696 33572 


ococcineae 
219846634 

34149 
Micr 


ales; 


219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


ococcineae 
219846569 

equence 

inomycet 


219846414 
sequence 
Actinomyce 


265678970 


138055 13953 


ococcineae 
265678969 


139582 14105 


ococcineae 
265678722 
quence 
Actinomy 


v 


265678721 
quence 


265678689 


543951 54542 


nebacterin 
265678398 
equence 

ae; Actino 


265678299 


1113840 11153 


osporiinea 
219878473 


1216681 12181 


ococcineae 
224581444 
1 sequence 
ridae; Act 


219878474 


16S ribosomal RNA, partial sequence 1604315 16058 


ococcineae 
219878472 
quence 

; Actinomy: 


219878349 


1780670 17821 


ococcineae 
219878328 
ibosomal R 


Micrococcineae; Microbacteriaceae; Curtobacterium. 
1818997 1818922 1 76 gi| 219878323 |ref|NR_025462.1 
6S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter 


ococcineae 
219878322 
uence 
tinomyceta 


219878285 


nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 


e; Actinomycet 


ref |NR_026271.1 


; Dermabacterace 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref|NR_026164.1 


; Microbacteriac 
ref|NR_026161.1 

3509716 351118 
ales; Micrococci 
ref|NR_026005.1 

3729869 373127 
tales; Streptosp 


ref |NR_029278.1 
1 Sanguibacter 
; Sanguibacterac 
ref|NR_029277.1 
8 Sanguibacter 
; Sanguibacterac 
ref|NR_029027.1 

493586 495067 
cetales; Microco 


ref |NR_029026.1 

495118 496571 
ales; Microc 
ref |NR_028994.1 
eae; Nocardiacea 
ref |NR_028700.1 

967981 969477 
mycetales; Strep 
ref|NR_028600.1 
e; Kineosporiace 
ref|NR_025612.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


ref |NR_025613.1 


; Micrococcaceae 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


ref |NR_025488.1 


> Mi 
ref 
NA, 


crococcaceae 
NR_025467.1 
partial sequ 


; Microbacteriac 
ref|NR_025461.1 

1820242 182172 
les; Micrococcin 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Cellulomonas humilata 

omonas humilata 

ulomonadaceae; 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

5 Microbacterium 

neae; Microbacteriaceae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Arthrobacter 
Arthrobacter 

ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


occineae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Kitasatospora 
Kitasatospora 

tomycineae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Arthrobacter bergerei 


bergerei Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 
4 Arthrobacter 
crococcineae; 


Arthrobacter mysorens 


05 Arthrobacter mysorens Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


ref |NR_025424.1 
1873541 187493 


Arthrobacter 
6 Arthrobacter 


nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


antarcticus strai 
Bacteria; Actinob 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


sulfonivorans str 
sulfonivorans Bac 


Micrococcaceae; Arthrobacter. 
10200 Bacteria_16S 


sychrolactophilu 
sychrolactophilu 


usooun 


strain T1-X7 16S 


5 
australiensis str 
australiensis Bac 
Intrasporangiacea 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 
5 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


icrococcaceae; Arthrobacter. 
10200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


2065794 2065719 1 76 gi 
n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
2173645 2173554 1 92 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2346587 2346512 1 76 gi 
ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


2454600 2454525 1 76 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


2492200 2492125 1 76 
ribosomal RNA, partial sequence 


gi 


2493686 2493611 1 76 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2626093 2626018 1 76 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 
2687972 2687889 1 


84 gi 


ce 
al 


s 


e; 


ue 
e; 


s 
er 


oc 


ue 
e; 


eq 


’ 


219878146 


20655 


es; Micr 


219857619 


equence 


219857496 


nce 


219857415 


equence 
idae; Ac 


219857388 
2491905 24933 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
10200 Bacteria_16S 


occineae 


219857387 


nce 


219857247 


uence 
Actinomy 


219857197 


strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 26891 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
10200 Bacteria_16S 


5 
strain Al-3 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
510200 Bacteria_16S 


strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
510200 Bacteria_16S 


strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
510200 Bacteria_16S 


strain 10.268-1 1 


5 
protophormiae str 
protophormiae Bac 
M. 
5 

strain DSM 20546 


5 
strain DSM 20545 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 

5 
crystallopoietes 
crystallopoietes 
Micrococcaceae; A 


5 
globiformis strai 
globiformis Bacte 
Arthrobacter. 

5) 


strain DSM43338 
Actinobacteria; A 


5 


icrococcaceae; Arthrobacter. 
10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


2747820 2747745 1 76 
ibosomal RNA, partial sequence 


gi 


Micr 
2893833 2893758 1 76 gi 
ribosomal RNA, partial sequence 
Micr 
2895328 2895253 1 76 gi 
ribosomal RNA, partial sequence 
Micr 

gi 


2984909 2984826 1 84 


3458512 3458437 1 76 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
3461553 3461478 1 


76 gi 


3464599 3464524 1 76 gi 


3466122 3466047 1 76 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3467644 3467569 1 76 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

3470688 3470613 1 76 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3473733 3473642 1 92 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3513039 3512964 1 76 gi 


ne 


oc 


oc 


oc 


ne 


al 
e; 


oc 


oc 


se 


Ac 


rt 
id 


s 
A 


ne 


bacterin 


219857155 
2747544 27488 
occineae; 
219856860 
2893553 28949 
occineae; 
219856859 
2895048 28964 


occineae 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
10200 Bacteria_16S 


bacterin 


219846603 


sequenc 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
10200 Bacteria_16S 


occineae 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 


occineae 


219846598 


quence 
tinomyce 


219846597 


ial sequ 
ae; Acti 


219846595 


equence 
ctinomyc 


219846593 


34734 
bacterin 


219846567 


Actinomycet 


Actinomycet 


Actinomycet 


Actinomycet 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025208.1 

2173451 217485 
ales; Coryne 


ref|NR_025084.1 
2346319 234777 
ales; Microc 


ref|NR_025003.1 
2454319 245573 
tinomycetales; M 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024975.1 

2493400 249486 
ales; Microc 


ref |NR_024877.1 

2625807 262727 
cetales; Propion 
ref |NR_024825.1 
eae; Nocardiacea 
ref|NR_024783.1 
84 Arthrobacter 
3 Micrococcacea 
ref |NR_024679.1 


crobacteriac 
NR_024678.1 


7 Mi 
ref 


7 Mi 
ref 


crobacteriac 
NR_026525.1 


eae; Nocardiacea 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026193.1 


7 Mi 
ref 


crococcaceae 
NR_026191.1 


Micrococcaceae 


tale 


ref 
ence 
nomy 


ref 
3470399 3 
etal 


ref a 
44 3474924R 
eae; Nocardi 
ref|NR_026159.1 


Micrococcus 
occus antarcticus 
ococcaceae; Micrococcus. 
Rhodococcus 
9 Rhodococcus 
bacterineae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
2 Arthrobacter 


icrococcineae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Tessaracoccus 
1 Tessaracoccus 


ibacterineae; 


Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Arthrobacter russicus 


russicus Bacteria; 
e: 


Arthrobacter. 
Mycetocola lacteus 


’ 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Arthrobacter 

2 Arthrobacter 

occineae; 


Arthrobacter ramosus 


33 Arthrobacter ramosus Bacteria; 


, 


Arthrobacter. 
Arthrobacter pascens 


79 Arthrobacter pascens Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 


Rathayibacter rathayi 


strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 


510200 Bacteria_16S 3514563 3514488 1 
Actinobacteria; Actinobacteridae; 
510200 Bacteria_16S 
strain DSM 20542 


3516085 3516010 1 


510200 Bacteria_16S 
strain DSM 20528 


3517607 3517532 1 


10200 Bacteria_16S 4058267 4058192 1 


icrococcaceae; Citricoccus. 


10200 Bacteria_16S 1824 1722 al 


76 


76 


76 


76 


103 


gi 


gi 


gi 


gi 


gi 


azurea strain NA128 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 


510200 Bacteria_16S 1280100 1279998 1 


DSM 15272 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Aeromicrobium. 
10200 Bacteria_16S 
lauca strain K62 


1416378 1416276 1 


accharomonospora. 
10200 Bacteria_16S 
diospyrosa strain 


1542389 1542287 1 


103 


103 


103 


gi 


219846566 


strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 35157 
Actinomycetales; Micrococcineae; 


219846565 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846564 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846181 


5 

alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequen 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 
M 
5 


Actino: 
265679062 


1539 
Pseu 


219846091 


1279854 12812 


gi 


5 

g 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Ss 

5 


gi 


NRRL B-24047 16S ribosomal RNA, partial 


diospyrosa Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; Actinokineospora. 
510200 Bacteria_16S 1573807 1573705 1 
strain MK27-91F2 


103 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


10200 Bacteria_16S 1925470 1925368 1 


5 
a 
a 
Pseudonocardiaceae; Amycolatopsis. 
510200 Bacteria_16S 3523724 3523622 1 
g 

g 

P 

5 


regorii Bacteria; 
seudonocardiaceae; 
10200 Bacteria_16S 


Saccharopolyspora. 
103244 103159 1 


103 


103 


86 


gi 


lbidoflavus strain IMSNU 22139 16S ribosomal RNA, part 
lbidoflavus Bacteria; Actinobacteria; Actinobacteridae 


gi 


regorii strain NCIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 


gi 


strain IMMIB D-1321 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Tsukamurella. 


510200 Bacteria_16S 159667 159594 1 


74 


gi 


helvolus strain DSM 20419 16S ribosomal RNA, partial se 


helvolus Bacteria; 
Pseudoclavibacter. 
510200 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Nocardia. 
510200 Bacteria_16S 

strain IFM 10084 


398401 398316 1 


1043221 1043136 1 


86 


86 


Actinobacteria; Actinobacteridae; Ac 


gi 


strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 


gi 


Prop 


224581447 
14160 
Pseu 


219857374 
sequenc 
Actinomyce 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 


donocardin 
219878244 
ial sequen 


219846560 
equence 
tinomyceta 


265678994 
10297 


ales; Cory 


265678956 
quence 
tinomyceta 


265678789 
tial seque 


idae; Acti 


265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


510200 Bacteria_16S 
strain YZ-96 16S 


1044777 1044692 1 


510200 Bacteria_16S 2161423 2161338 1 


86 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


86 


strain F829 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


510200 Bacteria_16S 2305814 2305729 1 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 


Tsukamurellaceae; Tsukamurella. 
510200 Bacteria_16S 2902898 2902825 1 
strain IFO 15616 


86 


74 


gi 


265678348 


1044481 10459 


Cory 
gi 


nebacterin 
219857627 


2161153 21625 


Cory 
gi 


nebacterin 
219857525 


complete sequ 
strandjordii Bacteria; Actinobacteria; Actinobacteridae 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


510200 Bacteria_16S 3093834 30937611 


strain TAGA27 16S 


510200 Bacteria_16S 73024 72940 1 


74 


ribosomal RNA, partial sequence 


85 


gi 


; Actinomy 


219856854 


16S ribosomal RNA, partial sequence 2902597 29040 


ococcineae 
219846859 


3093562 30950 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


ococcineae 
265679015 


asaccharolytica strain 580 16S ribosomal RNA, partial sequence 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 
ref 


ref 
les; 


ref 


ref 
les; 

ref 
nce 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 
ence 


ref 


> Mi 
ref 


> Mi 
ref 


72731 


54 Rathayibacter 
Microbacteriac 


ce 4057969 405944 
mycetales; 


3029 


10 Aeromicrobium 
ionibacterineae; 


93 1417582 Sacch 
donocardineae; P 


e 1542095 154360 
tales; 


ce 1925173 192664 
; Actinomycetales; 


3523483 352488 


6 104435 Tsuka 


nebacterineae; T 


159387 160848 


nomycetales; 


cetales; 


NR_026158.1 


NR_026157.1 


NR_026156.1 


NR_025771.1 


NR_029370.1 


NR_025681.1 


NR_027229.1 


NR_024962.1 
Pseudonoc 
NR_024687.1 


Actinosynne 
NR_025383.1 


Pseudon 
NR_026152.1 
Pseudonocar 


NR_029302.1 


NR_029264.1 
Micrococcin 
NR_029094.1 
398145 

Cor 


NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_025216.1 


Nocardiacea 
NR_025113.1 
230551 
Coryneb 
NR_024673.1 


crobacteriac 
NR_026451.1 


crococcaceae 


Micro 


Saccha 
donocardineae; P 


a 


Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
Microbacteriac 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 
Microbacteriac 


eae; Curtobacterium. 
Citricoccus 

8 Citricoccus 

coccineae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Actinokineospora 
6 Actinokineospora 


ardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Amycolatopsis 

6 Amycolatopsis 

ocardineae; 


Saccharopolyspora 
4 Saccharopolyspora 


dineae; 


Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Nocardia 
399618 Nocardia 


ynebacterineae; 


Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Tsukamurella 

7 2307028 Tsukamurella 

acterineae; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


NR_029323.1 
74244 


Pseudonocardia 
Pseudonocardia 


asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


antiquum strain V. 
antiquum Bacteria 


Brevibacterium. 


strain YIM 31530 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


Pseudonocardia. 

115511 115427 1 85 gi 
n PYR-1 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
242422 242338 1 85 gi 
ain 73 16S ribosomal RNA, complete seq 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 
396880 396796 1 85 gi 
in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 
Cellulomonas. 
420086 420002 1 85 gi 
KM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


e; 


, 


’ 


461673 461565 1 109 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


5 
halophilum strain 
Bacteria; Actinob 
Microbacterium. 

5 


strain I-273 16S 


Actinobacteria; Actinoba 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


axobsidens strai 
axobsidens Bacte 
lastococcus. 


OowWnunu 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


strain DSM43926 1 
Actinobacteria; A 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 
5 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 
sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 
510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


1089955 1089871 1 85 gi 
ain A-5 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 

1098924 1098840 1 85 gi 
in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
eae; Acrocarpospora. 

1106492 1106408 1 85 gi 

16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


, 


1112589 1112505 1 
76 16S 
acteria 


85 gi 
ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


, 


1115660 1115576 1 
ribosomal RNA, 


85 

partial sequence 
cteridae; Actinomycetales; Kine 
1132257 1132173 1 85 gi 
CF63 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


1233620 1233536 1 85 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

1290723 1290639 8 92 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

1788318 1788234 1 85 gi 
n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


’ 


1948353 1948269 1 85 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


, 


2308857 2308773 1 85 gi 
ctinobacteridae; Actinomycetales; Stre 
2692439 2692355 1 85 gi 
TT 00-51 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 
eae; Planotetraspora. 

2937813 2937712 1 103 gi 
in IFO 14455 16S ribosomal RNA, partia 


Actinoalloteichus. 
2955970 2955886 1 


e; 


85 gi 


16S ribosomal RNA, partial sequence 461374 46285 


1115364 11168 


6S ribosomal RNA, partial sequence 2308611 23100 


eria; Actinobacteria; Actinobacteridae; 


265678985 
uence 
Actinomyc 


265678900 
uence 
e; Actinom 


265678790 
equence 
Actinomy 


’ 


265678774 
sequence 
tinomyceta 


265678743 


ionibacter 
265678316 
uence 

e; Actinom 


265678310 
1 sequence 
; Actinomy 


265678304 

11062 
ales; Stre 
265678300 
e 11123 
ales; Micr 
265678298 
osporiinea 
253680768 
ce 11319 
ales; Micr 


219878266 
ial sequen 
ae; Actino 


228720812 
e 12904 
tinomyceta 


219878343 
uence 
Actinomyc 


219878229 
uence 
tinomyceta 


219857523 


ptosporang 
219857193 
quence 
ctinomycet 


219856831 
1 sequence 


; Actinomy: 


ref|NR_029293.1 
15240 116730 


etales; Coryneba 


b 


ref|NR_029208.1 
242123 243639 
ycetales; Coryne 


ref|NR_029095.1 
396579 398094 
cetales; Microco 


ref 
4 
les; 


NR_029079.1 
19777 421277 
Micrococcin 


ref|NR_029048.1 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
Mycobacterium 
bacterineae; 


Cellulomonas 
Cellulomonas 
ccineae; 


Brevibacterium 
Brevibacterium 


eae; Brevibacteriaceae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


ineae; Nocardioi 
ref|NR_028618.1 

1089685 109113 
ycetales; Strept 


ref|NR_028612.1 
1098650 110009 
cetales; Strepto 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae 


’ 


ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


ref|NR_028599.1 


daceae; Kribbella. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Microbacterium 
acterium halophilum 


obacteriaceae; 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


e; Kineosporiace 
ref|NR_028016.1 
55 1133449 Brevib 
ococcineae; Brev 


ref|NR_025405.1 
ce 1233340 123481 
mycetales; Micro 


ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


ref |NR_025482.1 
1788037 178951 
etales; Frankine 


ref|NR_025368.1 
1948071 194955 
les; Micrococcin 


ref|NR_025111.1 


ae; Kineosporia. 
Brevibacterium 

acterium sanguinis 

ibacteriaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


Corynebacterium 
bacterium urealyticum 
rineae; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Microbacterium 
0 Microbacterium 


eae; Microbacteriaceae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


ineae; Streptosp 
ref|NR_024821.1 

2692168 269363 
ales; Streptospo 


v 


ref|NR_024650.1 
2937540 293900 
cetales; Pseudon 


219856819 


orangiaceae; Nonomuraea. 
Planotetraspora 

9 Planotetraspora 

rangineae; 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


ref|NR_024638.1 


Microbacterium 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 


ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


; Microbacterium. 


510200 Bacteria_16S 2957429 2957345 1 85 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

510200 Bacteria_16S 2958889 2958805 1 85 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

510200 Bacteria_16S 3068269 3068185 1 85 gi| 219846876 |ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

510200 Bacteria_16S 3114892 3114808 1 85 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

510200 Bacteria_16S 3339139 3339055 1 85 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 3487411 3487327 1 85 gi|219846584|ref|NR_026176.1| Actinotalea fermentans 
strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 3488602 Actinotalea fermentans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Actinotalea. 

510200 Bacteria_16S 3506952 3506868 1 85 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

510200 Bacteria_16S 3508473 3508389 1 85 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

510200 Bacteria_16S 3511517 3511433 1 85 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

510200 Bacteria_16S 3735953 3735869 1 85 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
510200 Bacteria_16S 3737412 3737328 1 85 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 3738577 Nonomuraea recticatena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
510200 Bacteria_16S 3738875 3738791 1 85 gi|219846408|ref|NR_025999.1| Nonomuraea polychroma 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 3740040 Nonomuraea polychroma Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
510200 Bacteria_16S 3744733 3744649 1 85 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 
strain 104 16S ribosomal RNA, partial sequence 3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
510200 Bacteria_16S 3747655 3747571 1 85 gi|219846402|ref|NR_025993.1| Nonomuraea africana 
strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 3748820 Nonomuraea africana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
510200 Bacteria_16S 3901070 3900986 1 85 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

510200 Bacteria_16S 4112702 4112618 1 85 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

510200 Bacteria_16S 4120255 41201711 85 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
510200 Bacteria_16S 348693 348618 1 76 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

510200 Bacteria_16S 360505 360430 1 76 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

510200 Bacteria_16S 376998 376923 1 76 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


XILO1 16S ribosom 


al RNA, complete sequence 


Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 


subsp. nitratus s 


510200 Bacteria_16S 


401537 401462 1 
train IMET 11532, 


76 gi 
16S ribosomal RNA, p 


265678787 


artial seq 


ref 
uenc 


NR_029092.1 
e 401266 


Agromyces cerinus 
402730 Agromyces 


cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

510200 Bacteria_16S 635210 635139 5 76 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

510200 Bacteria_16S 636741 636670 5 76 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

510200 Bacteria_16S 646081 646006 1 76 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

510200 Bacteria_16S 755559 755484 1 76 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

510200 Bacteria_16S 836712 836629 1 84 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

510200 Bacteria_16S 854704 854629 1 76 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

510200 Bacteria_16S 885006 884931 1 76 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 

510200 Bacteria_16S 1038614 1038531 1 84 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

510200 Bacteria_16S 1040123 1040040 1 84 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

510200 Bacteria_16S 1041661 1041578 1 84 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

510200 Bacteria_16S 1101885 1101810 1 76 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

510200 Bacteria_16S 1147393 11473101 84 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

510200 Bacteria_16S 1245737 1245635 1 103 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
510200 Bacteria_16S 1345673 1345598 1 76 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

510200 Bacteria_16S 1697359 1697284 1 76 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

510200 Bacteria_16S 1761404 1761329 1 76 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

510200 Bacteria_16S 2383017 2382934 1 84 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

510200 Bacteria_16S 2437794 24377111 84 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

510200 Bacteria_16S 2609105 2609011 1 95 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

510200 Bacteria_16S 2657992 2657889 1 103 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

510200 Bacteria_16S 2750782 2750707 1 76 gi|219857152|ref|NR_024780.1| Microtetraspora 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 


2750506 275194 


9 Microtetraspora 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 
5 
strain IFO 16238 


5 
strain IFO 16235 


10200 Bacteria_16S 


eae; Microtetraspora. 


2838254 2838179 1 76 gi 


oc 


2839816 2839741 1 76 gi 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
10200 Bacteria_16S 219856897 


16S ribosomal RNA, partial sequence 2839520 28410 


occineae; 


Streptosporangineae; 


ref|NR_024717.1| Agromyces bracchium 
69 Agromyces bracchium Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

510200 Bacteria_16S 2905960 2905877 1 84 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 

510200 Bacteria_16S 3006267 3006192 1 76 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
510200 Bacteria_16S 3045645 3045570 1 76 gi| 219846891 |ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 

510200 Bacteria_16S 3251150 3251075 1 76 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 


strain DSM 43311 


16S ribosomal RNA, partial sequence 3250880 32523 


28 Microtetraspora glauca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

510200 Bacteria_16S 3357557 3357482 1 76 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

510200 Bacteria_16S 3368274 3368199 1 76 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

510200 Bacteria_16S 3369770 3369695 1 76 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

510200 Bacteria_16S 3400027 3399952 1 76 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 


strain DSM 20167 
Actinobacteria; A 


510200 Bacteria_16S 


strain DSM 20119 
Actinobacteria; A 


510200 Bacteria_16S 
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polychromogenes s 
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Micrococcaceae; A 
5 
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10200 Bacteria_16S 
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ctinobacteridae; Actinomycetales; Micr 
3401553 3401478 1 76 gi 
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ctinobacteridae; Actinomycetales; Microc 


3452433 3452358 1 76 gi 


16S ribosomal RNA, partial sequence 3399736 34012 


occineae 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 


occineae 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 


13 Arthrobacter sulfureus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026236.1| Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026200.1| Micrococcus lylae 

11 Micrococcus lylae Bacteria; 


’ 


, 


ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
3463076 3463001 1 76 gi|219846600|ref|NR_026192.1| Arthrobacter 
train DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
rthrobacter. 
3503903 3503828 1 76 gi|219846573|ref|NR_026165.1| Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

510200 Bacteria_16S 3740339 3740264 1 76 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

510200 Bacteria_16S 3741803 3741728 1 76 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
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Actinobacteria; A 
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69 Microtetraspora fusca Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_025996.1| Nonomuraea ferruginea 
34 Nonomuraea ferruginea Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025797.1| Agromyces salentinus 
47 Agromyces salentinus Bacteria; 


ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
4074872 4074789 1 84 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
4243755 4243680 1 76 gi|219722939|ref|NR_024571.1| Brachybacterium muris 
ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
285 183 1 103 gi|265679063|ref|NR_029371.1| Saccharomonospora 
34 16S ribosomal RNA, partial sequence a: 1489 Saccharomonospora cyanea 


cyanea strain NA1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 


510200 Bacteria_16S 229948 229870 1 79 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
510200 Bacteria_16S 739822 739720 1 103 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
510200 Bacteria_16S 877416 877314 1 103 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
510200 Bacteria_16S 880423 880321 1 103 gi| 265678458 |ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 
510200 Bacteria_16S 914184 914082 1 103 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
510200 Bacteria_16S 1299660 1299554 1 107 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
510200 Bacteria_16S 1536158 1536056 1 103 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
510200 Bacteria_16S 1886213 1886111 1 103 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 
510200 Bacteria_16S 2668366 2668264 1 103 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 
510200 Bacteria_16S 2968089 2967987 1 103 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 
510200 Bacteria_16S 3476783 3476693 1 91 gi| 219846591 |ref|NR_026183.1]| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
510200 Bacteria_16S 466186 466113 1 74 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
510200 Bacteria_16S 580618 580541 8 85 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
510200 Bacteria_16S 647611 647538 1 74 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
510200 Bacteria_16S 1344143 1344066 1 78 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 
510200 Bacteria_16S 1759883 1759808 1 76 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
510200 Bacteria_16S 2035037 2034964 1 74 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
510200 Bacteria_16S 2745019 2744946 1 74 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
510200 Bacteria_16S 3092316 3092243 1 74 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
510200 Bacteria_16S 3337627 3337518 1 110 gi|219846693|ref|NR_026285.1| Mycobacterium 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 


parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


510200 Bacteria_16S 3398493 3398420 1 74 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

510200 Bacteria_16S 32195 32111 1 85 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

510200 Bacteria_16S 71466 71382 1 85 gi| 265679016 |ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

510200 Bacteria_16S 147305 147221 1 85 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

510200 Bacteria_16S 162604 162520 1 85 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

510200 Bacteria_16S 478370 478286 1 85 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 479919 479835 1 85 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

510200 Bacteria_16S 522899 522815 1 85 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

510200 Bacteria_16S 618581 618497 1 85 gi| 265678639 |ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

510200 Bacteria_16S 815374 815290 1 85 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

510200 Bacteria_16S 851704 851620 1 85 gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

510200 Bacteria_16S 1235134 1235050 1 85 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 1262116 1262032 8 92 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 
strain CBS 107.95 16S ribosomal RNA, partial sequence 1261851 1263306 Dietzia natronolimnaea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 
510200 Bacteria_16S 1560309 1560225 1 85 gi|219846147|ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 1726270 1726186 1 85 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 1952908 1952832 8 84 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 2131314 21312301 85 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 2166063 2165979 1 85 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 


chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Pseudonocardia. 


510200 Bacteria_16S 2639792 2639708 1 85 gi|219857231|ref|NR_024859.1 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycoba 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
510200 Bacteria_16S 2767295 2767211 8 92 gi|219857139|ref|NR_024767.1 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 276850 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Co 
Dietziaceae; Dietzia. 

510200 Bacteria_16S 2803505 2803421 1 85 gi|219857114|ref|NR_024742.1 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
510200 Bacteria_16S 2826101 2826017 1 85 gi|219856906|ref|NR_024727.1 


strain IFO 12702 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; S 
510200 Bacteria_16S 3096959 3096875 8 92 gi| 219846857 |ref|NR_026449.1 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 309807 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 3102861 3102777 1 85 gi| 219846853 |ref|NR_026445.1 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 310404 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Verrucosispora. 

510200 Bacteria_16S 3147912 3147836 8 84 gi| 219846823 |ref|NR_026415.1 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

510200 Bacteria_16S 3249650 3249566 1 85 gi|219846754|ref|NR_026346.1 


strain DSM 43678 


5 
strain DSM 44140 


5 
strain DSM 2062 1 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 

5 
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16S ribosomal RNA, partial sequence 3249381 32508 
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osporang 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
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219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 


occineae 


219846494 


36165 


es; Cory 


219846403 
16S ribosomal RNA, partial sequence 3745947 37473 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
510200 Bacteria_16S 3839924 3839840 1 85 gi| 219846335 
aggregatus strain B15 16S ribosomal RNA, partial sequence 38396 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
Blastococcus. 

510200 Bacteria_16S 4038731 4038647 1 85 gi| 219846197 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 4109591 4109483 1 109 gi|219846145 


strain HD9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
510200 Bacteria_16S 118586 118495 1 92 gi| 265678983 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Promicromonosporaceae; Cellulosimicrobium. 

510200 Bacteria_16S 123177 123102 1 76 gi| 265678980 
strain CE40 16S ribosomal RNA, partial sequence 122905 12429 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
510200 Bacteria_16S 136794 136719 1 76 gi| 265678971 


strain 27 16S rib 


bosomal RNA, partial sequence 


osomal RNA, partial sequence 


4109294 41108 


136495 13800 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
510200 Bacteria_16S 358959 358884 1 76 gi| 265678815 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
510200 Bacteria_16S 429425 429350 1 76 gi| 265678768 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 

halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Nesterenkonia. 
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Actinoplanes brasiliensis strain DSM 43805 16S ribosomal RNA, partial 
Mycobacterium hodleri strain DSM 44183 16S ribosomal RNA, partial sequence 
Mycobacterium parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
Mycobacterium austroafricanum strain ATCC 33464 16S ribosomal RNA, partial 
Micromonospora rosaria DSM 803 16S ribosomal RNA, partial sequence 3340376 
Dactylosporangium thailandense DSM 43158 16S ribosomal RNA, partial 
Micromonospora inositola DSM 43819 16S ribosomal RNA, partial sequence 
Micromonospora aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 
Micromonospora halophytica DSM 43171 16S ribosomal RNA, partial sequence 
Micromonospora coerulea DSM 43143 16S ribosomal RNA, partial sequence 
Paucimonas lemoignei strain LMG 2207 16S ribosomal RNA, partial sequence 
Agrococcus jenensis strain DSM 9580 16S ribosomal RNA, partial sequence 
Halomonas desiderata strain FB2 16S ribosomal RNA, partial sequence 3352589 
Brachybacterium tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete 
Dermabacter hominis strain DSM 7083 16S ribosomal RNA, partial sequence 
Brachybacterium nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 
Brachybacterium alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
Marinococcus halophilus strain DSM 20408 16S ribosomal RNA, partial 
Salimicrobium album strain DSM 20748 16S ribosomal RNA, partial sequence 
Verrucomicrobium spinosum strain DSM 4136 16S ribosomal RNA, partial 
Caloramator proteoclasticus strain DSM 12679 16S ribosomal RNA, partial 
Streptosporangium longisporum strain DSM 43180 16S ribosomal RNA, partial 
Streptosporangium claviforme strain DSM 44127 16S ribosomal RNA, partial 
Streptosporangium carneum strain DSM 44125 16S ribosomal RNA, partial 
Streptosporangium album strain DSM 43023 16S ribosomal RNA, partial 
Halanaerobacter lacunarum strain DSM 6640 16S ribosomal RNA, partial 
Orenia marismortui strain DSM 5156 16S ribosomal RNA, partial sequence 
Halanaerobium saccharolyticum subsp. 


3375527 3377012 
Kytococcus sedentarius strain M17C 16S ribosomal RNA, partial sequence 


senegalense strain DSM 7379 16S 


Desulfovibrio termitidis strain DSM 5308 16S ribosomal RNA, partial 
Gordonia hydrophobica strain DSM 44015 16S ribosomal RNA, complete sequence 
Methylophaga thalassica strain ATCC 33146 16S ribosomal RNA, complete 
Methylophaga marina strain ATCC 35842 16S ribosomal RNA, partial sequence 
Chromohalobacter marismortui strain ATCC 17056 16S ribosomal RNA, partial 
Halomonas eurihalina strain ATCC 49336 16S ribosomal RNA, partial sequence 


Rhabdochromatium marinum DSM 5261 16S ribosomal RNA, partial sequence 


510200 Bacteria_16S 963686 963603 1 
strain Y9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
510200 Bacteria_16S 1348745 1348670 1 76 gi 
DSM 10542 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Sanguibacter. 

510200 Bacteria_16S 1439518 1439423 8 103 
strain LM 036 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
510200 Bacteria_16S 1520940 1520849 1 92 gi 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, part 
pseudovaccinii Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Nocardia. 

510200 Bacteria_16S 1805201 1805126 1 76 gi 
paurometabola strain DSM 14281 16S ribosomal RNA, parti 
paurometabola Bacteria; Actinobacteria; Actinobacterida 
Cellulomonadaceae; Oerskovia. 

510200 Bacteria_16S 1806739 1806664 1 
strain DSM 46000 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 1949897 1949814 1 84 gi 
spinosispora strain LM 141 16S ribosomal RNA, partial s 
spinosispora Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Pseudonocardia. 

510200 Bacteria_16S 1957360 1957285 1 76 
strain CF-25 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 2079652 2079577 1 76 gi 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae 
Propionibacteriaceae; Propionimicrobium. 
510200 Bacteria_16S 2228167 2228092 1 
strain YIM 21741 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 2327081 2327004 8 85 gi 
strain FI-13295 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
510200 Bacteria_16S 2746418 2746327 1 92 gi 
baikonurensis strain Al-22 16S ribosomal RNA, partial s 
baikonurensis Bacteria; Actinobacteria; Actinobacterida 
Nocardiaceae; Rhodococcus. 

510200 Bacteria_16S 2795897 2795822 1 76 gi 
rectilineatus strain IFO 13941 16S ribosomal RNA, parti 
rectilineatus Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; Actinoplanes. 
510200 Bacteria_16S 2798940 2798865 1 
strain IFO 12513 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 2800463 2800388 1 76 gi 
strain IFO 13911 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 2808071 2807996 1 76 gi 
campanulatus strain IFO 12511 16S ribosomal RNA, partia 
campanulatus Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Actinoplanes. 

10200 Bacteria_16S 2890788 2890713 1 76 gi 
apillaceus strain K95-5561 16S ribosomal RNA, partial 
apillaceus Bacteria; Actinobacteria; Actinobacteridae; 
icromonosporaceae; Actinoplanes. 

10200 Bacteria_16S 3330106 3330031 1 
strain DSM 43040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 3331634 3331559 1 76 gi 
strain DSM 43039 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 3351347 3351256 1 92 gi 
strain DSM 9580 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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2 Brachybacterium 
ccineae; 


Streptosporangium 
3 Streptosporangium 


porangineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Rhodococcus globerulus 


’ 


47 Rhodococcus globerulus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

510200 Bacteria_16S 3712228 3712153 1 76 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 

510200 Bacteria_16S 3713689 3713614 1 76 gi| 219846427 |ref|NR_026018.1| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

510200 Bacteria_16S 226934 226856 1 79 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

510200 Bacteria_16S 228440 228362 1 79 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
510200 Bacteria_16S 449457 449355 1 103 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

510200 Bacteria_16S 551933 551855 8 86 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

510200 Bacteria_16S 860918 860816 1 103 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
510200 Bacteria_16S 912626 912524 1 103 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 

510200 Bacteria_16S 1074898 1074808 1 91 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

510200 Bacteria_16S 1575332 15752301 103 gi|219856867|ref|NR_024686.1| Lentzea waywayandensis 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
510200 Bacteria_16S 2078091 2077989 1 103 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

510200 Bacteria_16S 2194882 2194792 1 91 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

510200 Bacteria_16S 2496582 2496492 1 91 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

510200 Bacteria_16S 2659513 2659407 1 107 gi|219857217|ref|NR_024845.1] Kribbella sandramycini 


strain ATCC 39419 


Kribbella. 


16S ribosomal RNA, partial sequence 


2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


strain IFO 16295 


510200 Bacteria_16S 


2770345 2770255 1 91 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


5 
IFO 16102 16S rib 


10200 Bacteria_16S 


2939331 2939229 1 
osomal RNA, partial sequence 


103 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 34733 


2943888 2943810 1 79 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


2986431 2986341 1 91 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

3472198 3472108 1 


91 gi 


219857137 


16S ribosomal RNA, partial sequence 2770058 27715 
bacterin 


ne 
219856830 


2939058 29405 
nocardin 


do 
219856827 
sequence 

Actinomyc 


219846932 
ar 


dae; 


219846594 


tial seq 
Actin 


ref |NR_024765.1 


Nocardiacea 
NR_024649.1 


eae; 
ref 


eae; Actinosynne 
ref|NR_024646.1 

2943614 294507 
etales; Frankine 


ref 
uenc 
omyc 


NR_026524.1 
e 298615 
etales; Cory 


ref|NR_026186.1 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Rhodococcus 
6 2987629 Rhodococcus 


nebacterineae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
510200 Bacteria_16S 331956 331875 8 89 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

510200 Bacteria_16S 1489559 1489482 8 85 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

510200 Bacteria_16S 2328489 2328414 1 76 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

510200 Bacteria_16S 2610674 2610565 1 110 gi|219857258|ref|NR_024889.1| Prauserella rugosa 


strain DSM 43194 
Actinobacteria; A 
5 
strain IFO 16068 


10200 Bacteria_16S 


ctinobacteridae; Actinomycetales; Pseu 
2954446 2954369 8 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
510200 Bacteria_16S 2987946 2987869 8 85 gi|219846931|ref|NR_026523.1 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 29891 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
510200 Bacteria_16S 4233219 4233142 8 85 gi| 219846046 |ref|NR_025636.1 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
510200 Bacteria_16S 45591 45507 1 85 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
510200 Bacteria_16S 68463 68379 8 92 gi|265679018|ref|NR_029326.1 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 117059 116983 8 84 gi|265678984|ref|NR_029292.1 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 120089 120005 1 85 gi| 265678982 |ref|NR_029290.1 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
510200 Bacteria_16S 342672 342588 1 85 gi| 265678829 |ref|NR_029134.1 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae 
Cryptosporangium. 

510200 Bacteria_16S 573179 573095 8 92 gi|265678670|ref|NR_028975.1 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; C 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 781659 781575 1 85 gi|265678524|ref|NR_028828.1 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Promicromonosporaceae; Xylanimonas. 

510200 Bacteria_16S 1030927 1030843 1 85 gi| 265678357 |ref|NR_028659.1 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 103211 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
Micromonosporaceae; Micromonospora. 

510200 Bacteria_16S 1047849 1047765 1 85 gi| 265678346 |ref|NR_028648.1 


strain LK2-10 16S 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2610373 26118 


donocardin 
219856820 


16S ribosomal RNA, partial sequence 2954180 29556 


Pseudonocar 
NR_024639.1 


eae; 
ref 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Mycobacterium shottsii 
shottsii Bacteria; 

aceae; Mycobacterium. 
Mycobacterium goodii 
goodii Bacteria; 

aceae; Mycobacterium. 
Corynebacterium 
Corynebacterium 

ebacterineae; 


Corynebacterium 
Corynebacterium 


rineae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


v 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Micromonospora 
4 Micromonospora 
osporineae; 


Micromonospora eburnea 


1047573 1049049 Micromonospora eburnea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 


5 


10200 Bacteria_16S 


strain IFM 0245 1 


1052353 1052269 1 


84 gi 


510200 Bacteria_ 
strain DF-32 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


sphenisci strain 


sphenisci Bacteri 
Corynebacteriaceae; 
510200 Bacteria_16S 


multipartita DSM 


Nakamurella. 
5 
strain NCIMB 7030 


510200 Bacteria_16S 


10200 Bacteria_16S 


16S 1108042 1107958 1 85 
ribosomal RNA, partial sequence 


gi 


a; 
Corynebacterium. 
1161015 1160931 1 


85 gi 


1298203 1298119 1 85 


gi 


1448737 1448653 1 85 


gi 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


55 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 
aerolata strain V 
Bacteria; Actinob 


-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


265678342 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678303 


1107766 11092 


Actinobacteria; Actinobacteridae; Actinomycet 


228721225 


219846893 


224581421 
ce 
ales; 


nebacterineae; 


11607 
omycetales 


12979 
ococcineae; 


14484 
Micrococ 


ref|NR_028644.1 


ref |NR_028605.1 


ales; Corynebac 
ref |NR_027604.1 
39 1162206 Nakamu 
; Frankineae; Na 


ref|NR_026485.1 
19 1299312 Brevib 
Brevibacteriac 
ref |NR_027202.1 
60 1449852 Promic 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Microbispora corallina 


07 Microbispora corallina Bacteria; 


Streptosporangineae; Streptosporangiaceae; 
1133733 1133649 8 92 gi|253680767|ref|NR_028015.1| Corynebacterium 
CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 


terineae; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Promicromonospora 
romonospora aerolata 


cineae; Promicromonosporaceae; 


Promicromonospora. 


510200 Bacteria_16S 


1451651 1451567 1 


85 gi 


224581419 


ref |NR_027200.1 
4 


endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacte 
Micromonosporaceae; Micromonospora. 
510200 Bacteria_16S 


caeruleus subsp. 


ria; Actinobacteria; Actinobacteridae; 


1494033 1493949 1 85 gi 
caeruleus strain DSM 44103 16S ribosomal 


Actinomyc 


219846703 


1451367 14528 
etales; 


ref 
rtia 


NR_026295.1 


RNA, pa 1 sequence 


Micromonospora 
3 Micromonospora 


Micromonosporineae; 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 

510200 Bacteria_16S 1528606 1528522 1 85 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

510200 Bacteria_16S 1531653 1531569 1 85 gi| 219857427 |ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

510200 Bacteria_16S 1729346 1729262 1 85 gi| 219878388 |ref|NR_025527.1| Mycobacterium agri 


strain DSM 44515 
5 


felinum Bacteria; 


Corynebacteriaceae; Corynebacterium. 
10200 Bacteria_16S 
testudinoris strain CCUG 41823 16S ribosomal RNA, parti 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
510200 Bacteria_16S 


5 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 


variabile strain 
variabile Bacteri 


Corynebacteriaceae; Corynebacterium. 
510200 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
ycobacteriaceae; 


M 

5 

pachnodae strain 

Bacteria; Actinob 
Xylanimicrobium. 

5 
strain I 16S ribo 


10200 Bacteria_16S 


10200 Bacteria_16S 


1770350 1770274 8 84 gi 


Actinobacteria; Actinobacteridae; Act 


1858490 1858414 8 84 gi 


al 


1866230 1866146 1 85 gi 
4 16S ribosomal RNA, partial sequence 


2030464 2030380 8 92 gi 
DSM 20132 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


2033485 2033401 1 85 gi 
ATCC 19420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

2513368 2513284 1 85 gi 
VPCX2 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycetal 
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92 gi 
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ne 
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19 Mycobacterium 
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2033216 203470 
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occineae; Cellulomonadac 
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Corynebacterium 
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Corynebacterium 
1 Corynebacterium 
acterineae; 
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poraceae; Asanoa. 
Corynebacterium 
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erineae; 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Mycobacterium tusciae 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


510200 Bacteria_16S 2656467 2656383 1 85 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

510200 Bacteria_16S 2669906 2669822 1 85 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

510200 Bacteria_16S 2724033 2723949 1 85 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
510200 Bacteria_16S 2940856 2940772 1 85 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

510200 Bacteria_16S 2942372 2942288 1 85 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

510200 Bacteria_16S 3010677 3010593 1 85 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

510200 Bacteria_16S 3324011 3323927 1 85 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

510200 Bacteria_16S 3325538 3325454 1 85 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

510200 Bacteria_16S 3327059 3326975 1 85 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

510200 Bacteria_16S 3328578 3328494 1 85 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

510200 Bacteria_16S 3334623 3334539 1 85 gi| 219846695 |ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

510200 Bacteria_16S 3342191 3342107 1 85 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

510200 Bacteria_16S 3343710 3343626 1 85 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

510200 Bacteria_16S 3345238 3345154 1 85 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

510200 Bacteria_16S 3346764 3346680 1 85 gi| 219846686 |ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

510200 Bacteria_16S 3502379 3502295 1 85 gi|219846574|ref|NR_026166.1| Brevibacterium linens 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
510200 Bacteria_16S 3636291 3636207 1 85 gi| 219846481 |ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

510200 Bacteria_16S 3721232 3721148 1 85 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

510200 Bacteria_16S 3734489 3734405 1 85 gi|219846411|ref|NR_026002.1| Microbispora rosea 


subsp. 


aerata strain P132 16S ribosomal RNA, partial sequence 


3734241 3735655 Microbispora rosea 


subsp. 
Streptosporangiac 
5 
strain IFO 15965 


strain Muenster 2 
Bacteria; Actinob 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 
5 
strain VKM Ac-180 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
510200 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 


Dermabacteraceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
510200 Bacteria_16S 1900070 1899995 1 76 gi| 219878263 |ref|NR_025402.1 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 190110 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Intrasporangiaceae; Ornithinimicrobium. 

510200 Bacteria_16S 2348096 2348021 1 76 gi|219857495|ref|NR_025083.1 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 234928 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Arthrobacter. 

510200 Bacteria_16S 2360272 2360197 1 76 gi| 219857487 |ref|NR_025075.1 


strain K265 16S r 
Actinobacteria; A 


510200 Bacteria_16S 


strain K300 16S r 
Actinobacteria; A 
5 
chlorophenolicus 
chlorophenolicus 
Micrococcaceae; A 


510200 Bacteria_16S 


strain MS1-3 16S 
Actinobacteria; A 
5 
strain IFO 14915 
Actinobacteria; A 


510200 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


510200 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 
5 
strain JCM 9312 1 
Actinobacteria; A 
Catenuloplanes. 
5 
strain MK703-102F 
Actinobacteria; A 
5 
strain IAM 14848 
Actinobacteria; A 


10200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 
6S ribosomal RNA, partial sequence 2828900 28303 


10200 Bacteria_16S 


10200 Bacteria_16S 


aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


eae; Microbispora. 


3902591 3902507 1 85 


gi 


630651 630576 1 76 gi 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
874466 874391 1 76 gi 
CY-7113 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

886544 886469 1 76 gi 
4 16S ribosomal RNA, partial sequence 


e 
al 


oc 
1453182 1453107 1 76 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


L 
ri 


1762926 1762851 1 76 gi 
ar 
ri 
Brachybacterium. 

1822054 1821979 1 


76 gi 


ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2361796 23617211 76 
ibosomal RNA, partial sequence 


Micr 
gi 


oc 


ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2801984 2801909 1 76 gi 


ne 


ctinobacteridae; Actinomycetales; Microm 
2833747 2833664 1 84 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2899826 2899751 1 76 gi 


ne 


ctinobacteridae; Actinomycetales; Microc 


510200 Bacteria_16S 


2901360 2901285 1 76 gi 


219846293 
16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
510200 Bacteria_16S 


kineae; 
265678630 


265678462 


265678453 


224581418 


219878363 


219878321 


2360002 23614 


219857486 
2361525 23629 


ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
2516392 2516317 1 76 gi|219857366|ref|NR_024954.1 
strain A-6 16S ribosomal RNA, partial sequence 2516115 251756 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
rthrobacter. 
2677473 2677390 1 84 gi|219857204|ref|NR_024832.1 


2677198 26786 


219857115 
16S ribosomal RNA, partial sequence 2801710 28031 


ctinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 

2805027 2804952 1 76 gi|219857113|ref|NR_024741.1 
in IFO 14935 16S ribosomal RNA, partial sequence 2804752 280622 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
e; Actinoplanes. 

2806549 2806474 1 76 gi|219857112|ref|NR_024740.1 
in IFO 14913 16S ribosomal RNA, partial sequence 2806275 280774 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
e; Actinoplanes. 

2829175 2829100 1 76 gi|219856904|ref|NR_024725.1 


219856901 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 


219856855 


Strept 


ref|NR_025883.1 


Cryptosporangiacea 
ref|NR_028935.1 
9 631823 Kytoco 
ococcineae; Der 
ref|NR_028765.1 

874217 875635 
ales; Streptospo 


v 


63034 
es; Micr 
nce 
inomycet 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref|NR_027199.1 

1452894 145438 
inomycetales; Mi 


88624 
occineae 


sequence 
dae; Act 


ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


tial seq 
dae; Act 


ref |NR_025460.1 


7 Mi 
ref 


crobacteriac 
NR_025074.1 


occineae 


bacterineae; Nocardiacea 


ref |NR_024743.1 
80 Actinoplanes 


onosporineae; Micromonos 


ref |NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref |NR_024675.1 


28334 
bacterin 


; Mi 
ref 


occineae crobacteriac 


macoccaceae; 


osporangineae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Streptosporangium 
Streptosporangium 
rangineae; 


Agreia bicolorata 

bicolorata Bacteria; 

eae; Agreia. 
Arthrobacter 

1 Arthrobacter 

crococcineae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 

Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Arthrobacter 
4 Arthrobacter 


coccineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Arthrobacter 

0 Arthrobacter 

rococcineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 


nosporineae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


NR_024674.1 


strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 


strain F98.3HR69 
strain HK1 0089 1 


strain NZ35 16S r 
Firmicutes; Clost 
5 
strain DSM 43151 


5 
album strain DSM 
Bacteria; Actinob 


c 
Bacteria; Actinob 
Promicromonospora 
5 
strain DSM 20138 


5 
histidinolovorans 
histidinolovorans 
M 
5 
matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


5 
strain DSM 20550 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


3098417 3098342 1 76 gi 


3132858 3132783 1 76 gi 


3240641 3240562 8 87 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3333129 3333054 1 76 gi 


gi 


3371269 33711941 76 gi 


3395463 3395372 1 92 gi 


3403091 3403016 1 76 gi 


3404623 3404548 1 76 gi 


3430062 3429979 8 91 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3455478 3455403 1 


76 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


nicotinovorans st 
nicotinovorans Ba 


510200 Bacteria_16S 


3460032 3459957 1 76 
rain DSM 420 16S ribosomal RNA, 


gi 
comple 


Micrococcaceae; Arthrobacter. 


strain IndiB4 16S 
Firmicutes; Clost 


michiganensis sub 
Actinomycetales; 


strain JC1078 16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


3551388 3551309 8 87 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3768713 3768638 1 76 gi 
species tessellarius strain 78181 16S 


gi 


Cla 
gi 


Micrococcineae; Microbacteriaceae; 
4053730 4053655 1 76 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


5 
strain 2502 16S r 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


paraffinivorans s 
paraffinivorans B 


Gordoniaceae; Gor 


strain IEGM 16S r 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


225427 225349 1 79 
ibosomal RNA, partial sequence 


gi 


509206 509128 8 86 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

777019 776941 8 86 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

917328 917250 8 86 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


510200 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
5 
strain SPR2 16S r 


510200 Bacteria_16S 


10200 Bacteria_16S 


1450177 1450099 8 86 gi 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1537720 1537618 1 103 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1758407 1758329 8 86 
ibosomal RNA, partial sequence 


gi 


43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


cteria; Actinobacteria; Actinobacterid 


219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 


oc 
219846833 


6S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 


oc 
219846760 


3240430 32418 


Thermobrac 
219846696 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
10200 Bacteria_16S 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
Streptosporangium. 
510200 Bacteria_16S 
itrea strain DSM 


219846669 
nce 33709 
ales; 


219846648 
ence 33951 


ales; 


219846643 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
10200 Bacteria_16S 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
icrococcaceae; Arthrobacter. 
10200 Bacteria_16S 


oc 
219846642 
ar 
ridae; 
219846624 
sequence 
Actinomyc 


219846606 


16S ribosomal RNA, partial sequence 3455187 34566 


ococcineae 
219846602 
te sequenc 
ae; Actino 


v 


219846542 


3551089 35526 


Caloramato 
219846385 
ribosomal 


vibacter. 
219846184 


4053509 40549 
ococcineae; 


265678912 


225125 22658 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
510200 Bacteria_16S 


nebacterin 
265678712 

quence 

inomycetal 


265678528 
sequence 


dae; Actin 


265678433 


917039 91855 


nebacterin 
224581420 
quence 


v 


219857377 
1 sequence 
Actinomyc 


219878366 


occineae; 


occineae; 


omonospori 


Stre 


Micr 


occineae 


tial seq 
Act 


Actinomy 


ref |NR_026448.1 
44 Arthrobacter 
3 Micrococcacea 
ref|NR_026425.1 


; De 
ref 


rmacoccacea 
NR_026352.1 


hium. 
ref |NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


ref|NR_026240.1 
98 3396650 Promic 
ococcineae; Pro 


ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref|NR_026216.1 
3429781 343112 
etales; Coryneba 


ref |NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 
ref|NR_026134.1 
a 

ref 
RNA, 


NR_025976.1 
partial seq 


ref|NR_025774.1 
29 Serinicoccus 
; Intrasporangia 
ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacteri 
ref|NR_029017.1 

508981 510331 
es; Corynebacter 


ref|NR_028832.1 

776745 778221 
omycetales; Cory 
ref|NR_028735.1 
eae; Gordoniacea 
ref|NR_027201.1 

1449903 145131 
cetales; Coryneb 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


Arthrobacter rhombi 


rhombi Bacteria; 
e: 


Arthrobacter. 
Demetria terragena 


’ 


43 Demetria terragena Bacteria; 
e: 


Demetria. 
Thermobrachium celere 


v 


33 Thermobrachium celere Bacteria; 


Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Streptosporangium 

osporangium album 
Streptosporangiaceae; 


Promicromonospora 
romonospora citrea 


micromonosporaceae Hi 


Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Corynebacterium 
4 Corynebacterium 


cterineae; 


Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Corynebacterium 
Corynebacterium 
ineae; 


Gordonia 
Gordonia 


nebacterineae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Corynebacterium 

6 Corynebacterium 

acterineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


ref|NR_025505.1 


Gordonia sihwensis 


1758120 1759618 Gordonia sihwensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


strain Kb2 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
510200 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
510200 Bacteria_16S 


strain HKI 0136 1 


5 
strain DSM 20116 


5 
strain 1066 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
510200 Bacteria_16S 


strain DSA1 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
510200 Bacteria_16S 4210434 4210332 1 103 gi|219846068|ref|NR_025658.1 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 421159 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Actinosynnemataceae; Saccharothrix. 

510200 Bacteria_16S 109252 109179 1 74 gi| 265678989 |ref|NR_029297.1 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
510200 Bacteria_16S 257522 257441 8 89 gi|265678890|ref|NR_029198.1 


strain JW/AS-Y6 1 


510200 Bacteria_16S 


1809784 1809706 8 86 
bosomal RNA, partial sequence 


gi 


2232714 2232636 8 86 gi 


3039538 3039460 8 86 gi 


3406148 3406074 2 76 gi 


3615363 3615285 1 79 
ibosomal RNA, partial sequence 


gi 


4111158 4111052 1 107 
ibosomal RNA, partial sequence 


gi 


6S ribosomal RNA, 


Cory 


219878329 


1809512 18109 
bacterin 


ne 
219857577 

22324 

ne 
219846896 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
10200 Bacteria_16S 


ne 
219846641 


16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
10200 Bacteria_16S 


oc 
219846495 


3615060 36165 
bacterin 


ne 
219846144 


4110861 41123 


complete sequence 257219 25873 


bacterin 


bacterin 


occineae 


ref |NR_025468.1 
eae; Gordoniacea 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref |NR_026488.1 


eae; Gordoniacea 
ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref |NR_025734.1 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 

Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 
Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 


Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Saccharothrix 

0 Saccharothrix 

cardineae; 


Kocuria varians strain 
ria; Actinobacteria; 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
510200 Bacteria_16S 333492 333415 8 85 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

510200 Bacteria_16S 530493 530416 8 85 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

510200 Bacteria_16S 538142 538065 8 85 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 579079 579002 8 85 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 607744 607667 8 85 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 617094 617017 8 85 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 


Bacteria; Actinob 
Mycobacterium. 


510200 Bacteria_16S 


strain gM-1 16S r 
Actinobacteria; A 


510200 Bacteria_16S 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


510200 Bacteria_16S 


strain YIM90005 1 
Actinobacteria; A 


510200 Bacteria_16S 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


510200 Bacteria_16S 


strain AC 615 16S 
Actinobacteria; A 


acteria; Actinobacteridae; Actinomycet 


712077 712000 8 85 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
713636 713559 8 85 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


773898 773789 1 110 gi 
ctinobacteridae; Actinomycetales; Pseu 
810761 810684 8 85 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

838203 838130 1 74 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


Stre 


5 
strain 213E 16S r 
Actinobacteria; A 


10200 Bacteria_16S 


918893 918816 8 85 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


ales; 


265678574 


711792 71330 


nebacterin 
265678573 
ce 71335 
ales; Cory 


265678530 


6S ribosomal RNA, partial sequence 773630 77513 


donocardin 
265678505 
rtial sequ 


265678487 


837961 83941 


ptosporang 
265678432 


Cory 


e; Actinomycet 


nebacterineae; Mycobacteriaceae; 
Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 


ycobacteriaceae; 


ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028878.1 
9 714869 Mycoba 
nebacterineae; M 


ref|NR_028834.1| Prauserella alba 

2 Prauserella alba Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_028808.1| Mycobacterium 

ence 810468 811984 Mycobacterium 
ales; Corynebacterineae; 
ref|NR_028790.1| Nonomuraea rubra 

7 Nonomuraea rubra Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_028734.1| Gordonia desulfuricans 


918602 920113 Gordonia desulfuricans Bacteria; 
Corynebacterineae; Gordoniaceae; Gordonia. 


510200 Bacteria_16S 1325762 1325677 1 86 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

510200 Bacteria_16S 1350266 1350189 8 85 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
510200 Bacteria_16S 1460597 1460524 1 74 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

510200 Bacteria_16S 1500055 1499978 8 85 gi|219846622|ref|NR_026214.1| Corynebacterium 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 


Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 
510200 Bacteria_16S 1727800 1727723 8 85 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
510200 Bacteria_16S 1730851 1730774 8 85 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
510200 Bacteria_16S 1834182 1834109 1 74 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 
510200 Bacteria_16S 2052167 2052090 8 85 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
10200 Bacteria_16S 2111640 2111563 8 85 gi|219857660|ref|NR_025249.1| Mycobacterium 
innipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
ycobacterium; Mycobacterium tuberculosis complex. 
10200 Bacteria_16S 2128312 2128235 8 85 gi| 219857649 |ref|NR_025238.1| Mycobacterium 
fricanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 
fricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 
510200 Bacteria_16S 2132810 2132733 8 85 gi|219857646|ref|NR_025235.1| Mycobacterium 
poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 132540 2133989 Mycobacterium 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
510200 Bacteria_16S 2134312 2134235 8 85 gi|219857645|ref|NR_025234.1| Mycobacterium microti 
strain ATCC 19422 16S ribosomal RNA, partial sequence 2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
510200 Bacteria_16S 2135841 2135764 8 85 gi|219857644|ref|NR_025233.1| Mycobacterium brumae 
strain ATCC 51384 16S ribosomal RNA, partial sequence 2135574 2137022 Mycobacterium brumae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
510200 Bacteria_16S 2149462 2149353 1 110 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
510200 Bacteria_16S 2164504 2164427 8 85 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
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510200 Bacteria_16S 2217542 2217465 8 85 gi|219857587|ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
510200 Bacteria_16S 2576862 2576777 1 85 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
510200 Bacteria_16S 3022810 3022733 8 85 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
510200 Bacteria_16S 3119485 3119408 8 85 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
510200 Bacteria_16S 3175384 3175307 8 85 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
510200 Bacteria_16S 3199895 3199818 8 85 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 199614 3201013 Corynebacterium 


Ww 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 3201338 3201261 8 85 gi| 219846787 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Corynebacterium. 
510200 Bacteria_16S 
mastitidis strain 


ref |NR_026379.1| Corynebacterium phocae 
50 Corynebacterium phocae Bacteria; 
eae; Corynebacteriaceae; 


3205798 3205721 8 85 gi 
S-8 16S ribosomal RNA, partial sequen 


219846784 
ce 32055 


ref |NR_026376.1 
25 3207001 Coryne 


Corynebacterium 
bacterium mastitidis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

510200 Bacteria_16S 3213297 3213220 8 85 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 3214821 3214744 8 85 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

510200 Bacteria_16S 3380420 3380343 8 85 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
510200 Bacteria_16S 3431446 3431369 8 85 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 3432895 3432818 8 85 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

510200 Bacteria_16S 3435683 3435606 8 85 gi|219846619|ref|NR_026211.1| Corynebacterium auris 


strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

510200 Bacteria_16S 3492004 3491927 8 85 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 3571127 3571050 8 85 gi|219846528|ref|NR_026120.1| Turicella otitidis 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 3572303 Turicella otitidis Bacteria; 
Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

510200 Bacteria_16S 3663865 3663788 8 85 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 4034239 4034166 6 79 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

510200 Bacteria_16S 4062757 4062680 8 85 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 


nebraskense Bacte 
Mycobacteriaceae; 
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ria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacterium. 
4124873 4124800 1 74 gi|219846133|ref|NR_025723.1 


cterineae; 


Kocuria marina strain 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
510200 Bacteria_16S 133839 133764 1 76 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
510200 Bacteria_16S 267972 267888 1 85 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 
510200 Bacteria_16S 269474 269406 8 76 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
510200 Bacteria_16S 389196 389112 1 85 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 
510200 Bacteria_16S 404619 404535 1 85 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
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Meiothermus chliarophilus strain ATCC 700543 16S ribosomal RNA, partial 
Propionigenium maris strain DSM 9537 16S ribosomal RNA, partial sequence 
Bacteroides caccae strain ATCC 43185 16S ribosomal RNA, partial sequence 
Brevibacterium iodinum strain DSM 2062 16S ribosomal RNA, partial sequence 
Promicromonospora citrea strain DSM 43110 16S ribosomal RNA, partial 
Oerskovia enterophila strain DSM 43852 16S ribosomal RNA, partial sequence 
Arthrobacter uratoxydans strain DSM 20647 16S ribosomal RNA, partial 
Arthrobacter sulfureus strain DSM 20167 16S ribosomal RNA, partial sequence 
Arthrobacter oxydans strain DSM 20119 16S ribosomal RNA, partial sequence 
Arthrobacter ilicis strain DSM 20138 16S ribosomal RNA, partial sequence 
Arthrobacter histidinolovorans strain DSM 20115 16S ribosomal RNA, partial 
Arthrobacter aurescens strain DSM 20116 16S ribosomal RNA, partial sequence 
Syntrophobacter pfennigii strain DSM 10092 16S ribosomal RNA, partial 
Porphyromonas catoniae strain ATCC 51270 16S ribosomal RNA, partial 
Dialister pneumosintes strain ATCC 33048 16S ribosomal RNA, partial 
Actinomyces viscosus strain NCTC 10951 16S ribosomal RNA, partial sequence 
Actinomyces israelii strain CIP 103259 16S ribosomal RNA, partial sequence 
Cellulomonas humilata strain NCTC 25174 16S ribosomal RNA, partial sequence 
Actinomyces hordeovulneris strain CIP 103149 16S ribosomal RNA, partial 
Gluconobacter frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 
Pseudoalteromonas rubra strain ATCC 29570 16S ribosomal RNA, partial 
Pseudoalteromonas 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 


Pseudoalteromonas luteoviolacea strain NCIMB 1893 16S ribosomal RNA, 
3423810 
Pseudoalteromonas 
3425283 
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carrageenovora strain ATCC 12662 16S ribosomal RNA, 
aurantia strain ATCC 33046 16S ribosomal RNA, partial 


Pseudoalteromonas atlantica strain IAM 12927 16S ribosomal RNA, partial 
Shewanella benthica strain ATCC 43992 16S ribosomal RNA, partial sequence 
Corynebacterium matruchotii strain CIP 81.82 16S ribosomal RNA, partial 
Corynebacterium amycolatum strain CIP 103452 16S ribosomal RNA, partial 
Corynebacterium xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 
Corynebacterium pilosum strain ATCC 29592 16S ribosomal RNA, partial 
Corynebacterium auris strain DZZM 328 16S ribosomal RNA, partial sequence 
Acinetobacter radioresistens DSM 6976 16S ribosomal RNA, partial sequence 
Acinetobacter lwoffii DSM 2403 16S ribosomal RNA, partial sequence 3438312 
Acinetobacter junii strain DSM 6964 16S ribosomal RNA, partial sequence 


Acinetobacter haemolyticus strain DSM 6962 16S ribosomal RNA, complete 
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510200 Bacteria_16S 3310363 3310279 1 85 gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

510200 Bacteria_16S 3336118 3336034 1 85 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
510200 Bacteria_16S 3340664 3340580 1 85 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

510200 Bacteria_16S 3348290 3348206 1 85 gi|219846685|ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

510200 Bacteria_16S 3724287 3724203 1 85 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

510200 Bacteria_16S 3725748 3725664 1 85 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

510200 Bacteria_16S 3727203 3727119 1 85 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

510200 Bacteria_16S 3728657 3728573 1 85 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

510200 Bacteria_16S 3733030 3732946 1 85 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

510200 Bacteria_16S 3917542 3917458 1 85 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 

510200 Bacteria_16S 4031135 4031063 6 78 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
510200 Bacteria_16S 4050778 4050694 1 85 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

510200 Bacteria_16S 4199844 4199768 1 76 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

510200 Bacteria_16S 4218080 4217996 1 85 gi| 219846062 |ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

510200 Bacteria_16S 296878 296807 8 79 gi| 265678862 |ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
510200 Bacteria_16S 564160 564085 1 76 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
510200 Bacteria_16S 1076277 1076202 1 76 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 

510200 Bacteria_16S 1138309 1138234 1 76 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

510200 Bacteria_16S 1527102 1527027 1 76 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
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510200 Bacteria_16S 427874 427797 8 85 gi| 265678769 |ref|NR_029074.1 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 624502 624425 8 85 gi|265678635|ref|NR_028940.1 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
510200 Bacteria_16S 789263 789186 8 85 gi| 265678519 |ref|NR_028823.1 
strain J72 16S ribosomal RNA, partial sequence 789013 79048 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
510200 Bacteria_16S 1250172 1250095 8 85 gi|219857412|ref|NR_025000.1 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

510200 Bacteria_16S 1475735 1475658 8 85 gi| 219878445 |ref|NR_025584.1 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 147693 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

510200 Bacteria_16S 1709585 1709508 8 85 gi|219878401|ref|NR_025540.1 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

510200 Bacteria_16S 1855534 1855457 8 85 gi| 219878297 |ref|NR_025436.1 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 185659 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

510200 Bacteria_16S 2090260 2090183 8 85 gi| 219878129 |ref|NR_025268.1 
heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 209143 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 2129793 2129716 8 85 gi| 219857648 |ref|NR_025237.1 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 213098 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Mycobacteriaceae; Mycobacterium. 

510200 Bacteria_16S 2147876 2147799 8 85 gi|219857636|ref|NR_025225.1 
strain MUP 1182 16S ribosomal RNA, complete sequence 2147582 2149114 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
510200 Bacteria_16S 2324063 2323986 8 85 gi|219857513|ref|NR_025101.1 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

510200 Bacteria_16S 2357243 2357142 1 102 gi|219857489|ref|NR_025077.1 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propio 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propioniferax. 
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Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaero 
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510200 Bacteria_16S 1876789 1876705 1 85 gi| 219878283 |ref|NR_025422.1 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 187800 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

510200 Bacteria_16S 1937638 1937554 1 85 gi| 219878236 |ref|NR_025375.1 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 193875 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Brevibacteriaceae; Brevibacterium. 

510200 Bacteria_16S 2099416 2099332 1 85 gi|219878122|ref|NR_025261.1 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocard 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioides. 

510200 Bacteria_16S 2231189 2231129 8 68 gi|219857578|ref|NR_025166.1 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persep 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 
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510200 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


minutisporangium 
Frankineae; Crypt 
lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 
strain DSM 40297 
5 
strain DSM 43377 
dassonvillei subs 
Actinomycetales; 


5 
strain DSM 9442 1 


Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

510200 Bacteria_16S 3469170 3469094 1 76 gi|219846596|ref|NR_026188.1 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
510200 Bacteria_16S 3494938 3494854 1 85 gi| 219846579 |ref|NR_026171.1 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermocrispum. 

510200 Bacteria_16S 3731570 3731486 1 85 gi|219846413|ref|NR_026004.1 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

510200 Bacteria_16S 3777872 3777788 1 85 gi|219846378|ref|NR_025969.1 


strain SL1 16S ri 
Thermotogae; Ther 


510200 Bacteria_16S 


strain JC2056 16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


Nocardiopsis dassonvillei subsp. 


10200 Bacteria_16S 


Stre 
2727124 2727064 8 68 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2797419 2797335 1 85 gi 
strain IFO 15962 16S ribosomal RNA, pa 


pt 


qu 
en 


rt 


osporangiaceae; Cryptosporangium. 
3255640 3255556 1 85 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3257153 3257069 1 


s 


85 gi 


Stre 
gi 


pt 
3258665 3258581 1 85 
Stre 

3260175 3260091 1 85 gi 
albirubida strain DSM 40465 16S rib 


pt 


p- os 


Streptosporangineae; Nocardiopsaceae; No 
3450847 3450763 1 85 gi 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
4049346 4049262 1 85 gi 
ribosomal RNA, partial sequence 
io 


umidischolae stra 
umidischolae Bact 
Nocardiopsaceae; 


510200 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 
5 


10200 Bacteria_16S 


4061234 4061150 1 85 gi 
Stre 


gi 


pt 


4216581 4216497 1 85 


in 66/93 16S ribosomal RNA, partial sequence 4216320 421777 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsis. 

275569 275506 8 71 gi| 265678876 |ref|NR_029182.1 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
295343 295280 8 71 gi 


Ss; 


219857169 


219857118 


219846750 
Actinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
10200 Bacteria_16S 219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 


510200 Bacteria_16S 219846747 


219846609 
6S ribosomal RNA, partial sequence 3450571 34520 


3777587 37790 


219846187 
4049074 40504 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
510200 Bacteria_16S 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; 
510200 Bacteria_16S 


219846178 


219846063 


275297 27676 


265678863 


ineae; Nocardiop 
ref|NR_024797.1 

2726822 272832 
eae; Persephonel 
ref|NR_024746.1 
ence 279714 


osporang 


ence 
othermac 


ial sequ 
ref |NR_026342.1 


3255372 325683 
etales; Streptos 


equence 


ref|NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
omal RNA, partial sequen 


osporang 


osporang 


is. 
ref 


cardiops 
NR_026201.1 


ref|NR_025777.1 


inea 
ref 


nibacter e; Nocardioi 


NR_025768.1 


inea 
ref 


e; Nocardiop 
NR_025653.1 


osporang 


Helicobacteraceae; Heli 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Nocardioides 
ioides aquiterrae 


Nocardioidaceae; 


Persephonella 
honella guaymasensis 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Persephonella 

8 Persephonella 

la. 
Cryptosporangium 

5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Arthrobacter citreus 


citreus Bacteria; 


’ 


Arthrobacter. 
Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Nocardioides aestuarii 


53 Nocardioides aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardiopsis salina 


36 Nocardiopsis salina Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

2 Nocardiopsis 

sporangineae; 


Helicobacter bilis 


1 Helicobacter bilis Bacteria; 


cobacter. 


ref|NR_029169.1 


Helicobacter mustelae 


strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 


Proteobacteria; E 


psilonproteobacteria; Campylobacterales; 


Helicobacteraceae; Heli 


cobacter. 


5 
s 


s 


B 
5 
s 
B 
5 


10200 Bacteria_16S 
ubtile strain F3 


10200 Bacteria_16S 
aeculare strain 
acteria; Actinob 
10200 Bacteria_16S 
ubterraneus stra 


335053 334978 1 


95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


338184 338109 1 


RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; 


801597 801526 8 


in C21 16S ribosomal RNA, 


76 gi 


Bifidobacte 
76 gi 


Bifidobacte 
79 gi 


complete sequence 


subterraneus Bacteria; 


Thermaerobacter. 


Helicobacter. 
5 


pacificum DSM 12 


DSM 12653 Bacteri 
Carboxydibrachium. 
510200 Bacteria_ 


strain Se-3111 1 
Actinobacteria; 


efficiens YS-314 


510200 Bacteria_ 
pametensis strain 
pametensis Bacter 


10200 Bacteria_ 
CMS 81 16S ribosomal RNA, 
Actinobacteridae; 
510200 Bacteria_ 


510200 Bacteria_ 


Firmicutes; Clostridia; 


16S 1127715 1127652 8 71 gi 
BIA Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 
16S 1136757 1136682 1 

complete sequence 
Actinomycetales; Micrococcineae; Micr 
16S 1194328 1194249 8 87 gi 
653 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


76 gi 


16S 1221439 1221364 1 76 

6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 1256165 1256098 8 75 gi 


gi 


Clostridiales; 


1136447 1137959 Leifs 


1221167 12226 


16S ribosomal RNA, partial sequence 1255896 12573 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

510200 Bacteria_16S 1260679 1260596 2 85 gi|219846707 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 12603 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Brevibacteriaceae; Brevibacterium. 

510200 Bacteria_16S 1401390 14013151 76 gi|228715351 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 14011 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Microbacteriaceae; Leifsonia. 

510200 Bacteria_16S 1958909 1958834 1 76 gi| 219878222 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 19601 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
510200 Bacteria_16S 2223511 2223440 8 79 gi| 219857583 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 22232 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; 

Thermodesulfatator. 

510200 Bacteria_16S 2292299 2292236 8 71 gi| 219857536 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 22920 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
510200 Bacteria_16S 2331532 2331469 8 71 gi| 219857508 
canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 

canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campy 
Helicobacter. 

510200 Bacteria_16S 2387597 2387518 8 87 gi| 219857468 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 23873 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
510200 Bacteria_16S 2510354 2510279 1 76 gi| 219857370 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 25100 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Nocardiopsis. 

510200 Bacteria_16S 2562994 2562931 8 71 gi| 219857335 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequen 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; C 
Helicobacter. 

510200 Bacteria_16S 2671396 2671333 8 71 gi| 219857208 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 26725 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
510200 Bacteria_16S 2756855 2756784 8 79 gi| 219857148 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequenc 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Cl 
Thermaerobacter. 

510200 Bacteria_16S 2904425 2904354 8 79 gi| 219856853 


265678834 

33475 
riales; Bi 
265678832 
nce 33788 
riales; Bi 
265678511 


Clo 


253680771 
1 sequence 
ria; Campy 


253680765 


obacteriac 
228715634 

11940 

obacterale 


219878356 


ococcineae 
219857144 


ref |NR_029139.1 
5 336267 Bifido 
fidobacteriaceae 
ref |NR_029137.1 
6 339399 Bifido 
fidobacteriaceae 
ref|NR_028814.1 

801287 802838 
stridiales Famil 


ref|NR_028019.1 
127427 112890 


lobacterales; He 


R 


ref 
onia 


NR_028013.1 
aurea Bacte 
eae; Leifsonia. 
ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 
ref|NR_025495.1 
; Beutenbergiace 
ref|NR_024772.1 
nebacterineae; C 
ref |NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


ref |NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


ref|NR_025361.1 
16 Arthrobacter 
; Micrococcaceae 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


ref |NR_025124.1 
20 2293474 Helic 


Bifidobacterium 

bacterium subtile 

; Bifidobacterium. 
Bifidobacterium 

bacterium saeculare 

; Bifidobacterium. 
Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Carboxydibrachium 
ydibrachium pacificum 


acteraceae; 


Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Leifsonia xyli subsp. 
nia xyli subsp. 


ineae; 


Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 

Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Helicobacter aurati 


obacter aurati Bacteria; 


acteraceae; Helicobacter. 


ref|NR_025096.1 
2331268 233272 
lobacterales; He 


ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 
ref|NR_024836.1 


acteraceae; Heli 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Thermoanaerobacter 
anaerobacter yonseiensis 
; Thermoanaerobacter. 
Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Helicobacter 
0 Helicobacter 


; Helicobacteraceae; 


Helicobacter ganmani 


55 Helicobacter ganmani Bacteria; 


cobacter. 


ref |NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_024672.1 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


T 


hermaerobacter. 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Thermaerobacter 


2904128 290561 


5 Thermaerobacter 
Incertae Sedis; 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


strain MIT 95-170 
Bacteria; Proteob 


strain LRB 8581 1 
Proteobacteria; E 


strain Hh-2 16S r 
Proteobacteria; E 
5 
strain ATCC 29543 
Bacteria; Proteob 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


5 


10200 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


strain ST1 16S ri 
Proteobacteria; E 
5 
strain W6 16S rib 
irmicutes; Clost 


F 
5 
viterbiensis stra 
viterbiensis Bact 
5 
berrensis strain 
Bacteria; Firmicu 


strain HKI0088 16 


thermophilum stra 
thermophilum Bact 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


510200 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


510200 Bacteria_16S 


strain R18165 16S 
Actinobacteria; A 


510200 Bacteria_16S 


strain icterohaem 
Bacteria; Spiroch 


510200 Bacteria_16S 


strain B 5329 16S 
Actinobacteria; A 
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strain 55134 16S 
Actinobacteria; A 
5 
kaustophilus stra 
kaustophilus Bact 


510200 Bacteria_16S 


strain QH3A7 16S 
Actinobacteria; A 


510200 Bacteria_16S 
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510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 
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10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 
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10200 Bacteria_16S 
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86 gi 
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2507304 2507210 8 


Clostridia; 
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gi 
tes; Clostridia; Clostridiales; 
65435 65358 8 85 
S ribosomal RNA, partial sequence 


gi 


203982 203905 8 85 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
1457603 1457530 1 74 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


1980188 1980115 1 74 


gi 


Arcanobacterium. 

4071847 4071762 8 93 gi 
rain BOR-Y 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 


4237737 4237660 8 85 
ribosomal RNA, complete sequence 


gi 


510200 Bacteria_16S 
koreensis strain LM042 16S ribosomal RNA, partial sequence 


150066 15156 


CTT3 16S ribosomal RNA, partial sequen 
Clostr 


65168 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 


4237444 42389 


Clostridiu 
219857456 
1 sequence 
iales; Clo 
219857372 
ce 25070 
idiaceae; 

265679020 
66643 
ococcineae; 
265678927 

sequence 
tyoglomace 
224581414 
al sequenc 
Actinomyce 


m. 


219878208 
al sequenc 
bacteridae 


v 


219846171 
sequence 


idiales; C 


219846043 


ref 
2405537 24070 
stri 
ref 
00 2508520 Thermo 
Ther 
ref 


ref a 
203662 20520 
ae; 
ref Pe 
e 1457334 14587 
tale 


ref a 
e 1979903 19813 


ref 
4071551 40730 
lost 


ref 
60 Actinomyces dentalis Bacteria; 


NR_025044.1 
1 
diaceae; Cal 
NR_024960.1 


mohalobacte 
NR_029328.1 


3493558 3493480 1 79 gi|219846580|ref|NR_026172.1| Thermocrispum 
DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Thermocrispum. 

3634791 3634728 8 71 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
7 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
acteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3697151 3697088 8 el gi|219846438|ref|NR_026029.1| Helicobacter trogontum 
6S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter trogontum Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3801905 3801842 8 eal gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
ibosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3817242 3817179 8 71 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 

16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
acteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 

3818765 3818702 8 71 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
bosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3821827 3821764 8 71 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
bosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

150376 150282 8 102 gi| 265678962 |ref|NR_029270.1| Clostridium litorale 


6 Clostridium litorale Bacteria; 


Caloramator 
6 Caloramator 
oramator. 
Thermohalobacter 
halobacter berrensis 


r. 


Bogoriella caseolytica 
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8 
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NR_025761.1 
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ridiales Fam 


NR_025633.1 


ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 

15270 15194 8 84 gi|265679053|ref|NR_029361.1 
orrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 
aetes; Spirochaetales; Leptospiraceae; Leptospira. 

48646 48562 1 85 gi|265679031|ref|NR_029339.1 

ribosomal RNA, partial sequence 48372 49856 Actinobaculum 
ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 

144386 144302 1 85 gi|265678966|ref|NR_029274.1 
ribosomal RNA, partial sequence 144082 14559 
ctinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; J 

219490 219406 1 85 gi|265678916|ref|NR_029224.1 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

489223 489139 1 85 gi|265678725|ref|NR_029030.1 
ribosomal RNA, complete sequence 488917 49045 
ctinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; J 

839755 839671 1 85 gi| 265678486 |ref|NR_028789.1 
somal RNA, partial sequence 839468 840930 Geobacillus uzenensis 
laceae; Geobacillus. 

881926 881842 1 85 gi| 265678456 |ref|NR_028758.1 


; Bogoriella. 


Dictyoglomus 
Dictyoglomus 
Arcanobacterium 

5 Arcanobacterium 

ineae; Actinomycetaceae; 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Soehngenia 
4 Soehngenia 
ily XI. Incertae Sedis; 


Actinomyces dentalis 


ae; Actinomyces. 
Leptospira interrogans 
Leptospira interrogans 


Actinobaculum schaalii 
schaalii Bacteria; 

ae; Actinobaculum. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Geobacillus 
Geobacillus 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Geobacillus uzenensis 
Bacteria; Firmicutes; 


Catellatospora 


881630 883139 Catellatospora koreensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Catellatospora. 


510200 Bacteria_16S 957563 957479 1 85 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

510200 Bacteria_16S 1059920 1059844 9 85 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

510200 Bacteria_16S 1191226 1191166 8 68 gi|228715750|ref|NR_027538.1| Persephonella marina 


strain EX-H1 16S 
Aquificae; Aquifi 


owensensis OL 16S 


510200 Bacteria_16S 


cales; 


ribosomal RNA, partial sequence 
Hydrogenothermaceae; 

1304349 1304265 1 

ribosomal RNA, partial sequence 


85 gi 


Persephone 


1190944 11924 


lla. 
219846460 


1304017 13055 


06 Persephonella marina EX-H1 Bacteria; 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 
510200 Bacteria_16S 1333441 1333357 1 85 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


strain SNG49 16S 


510200 Bacteria_16S 


1639251 1639167 1 
ribosomal RNA, partial sequence 


85 gi 


6S ribosomal RNA, partial sequence 1333148 13346 
acteria; Actinobacteridae; Actinomycet 


ales; 


219878450 


1638983 16404 


Micr 


32 Beutenbergia cavernae DSM 12333 
ococcineae; Beutenbergiaceae; 


ref|NR_025589.1| Nocardiopsis aegyptia 
69 Nocardiopsis aegyptia Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
510200 Bacteria_16S 1738457 1738373 1 85 gi| 219878382 |ref|NR_025521.1]| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 


cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

510200 Bacteria_16S 1740020 1739936 1 85 gi|219878380|ref|NR_025519.1 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
510200 Bacteria_16S 1870744 1870660 1 85 gi| 219878287 |ref|NR_025426.1 


strain 3S-1 16S r 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
510200 Bacteria_16S 2311891 2311807 1 85 gi|219857521|ref|NR_025109.1 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobac 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

510200 Bacteria_16S 2333069 2332985 1 85 gi| 219857507 |ref|NR_025095.1 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 233429 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Nocardiopsaceae; Nocardiopsis. 

510200 Bacteria_16S 2511861 2511777 1 85 gi| 219857369 |ref|NR_024957.1 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
510200 Bacteria_16S 2713321 2713253 9 77 gi|219857179|ref|NR_024807.1 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 27145 

Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

510200 Bacteria_16S 4207376 4207312 1 65 gi|219846070|ref|NR_025660.1 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 420854 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales 

Sedis; Carboxydocella. 

510200 Bacteria_16S 4211954 42118701 85 gi| 219846067 |ref|NR_025657.1 


strain N-3 16S ri 
Firmicutes; Bacil 


VKM Ac-1401 16S r 


strain YIM 90003 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
Streptomonospora. 

510200 Bacteria_16S 2408875 2408800 1 76 gi|219857454|ref|NR_025042.1 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptomonospora. 

510200 Bacteria_16S 3211812 3211749 8 71 gi|219846780|ref|NR_026372.1 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 321297 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Helicobacter. 

510200 Bacteria_16S 3646977 3646914 8 71 gi| 219846473 |ref|NR_026065.1 
strain Inkinen 16S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
510200 Bacteria_16S 3826406 3826343 8 71 gi| 219846345 |ref|NR_025935.1 
strain CS1 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


1870444 18719 


510200 Bacteria_16S 


bosomal RNA, complete sequence 
lales; Bacillaceae; Geobacillus. 
911104 911029 1 76 
ibosomal RNA, partial sequence 


gi 


2156935 2156860 1 76 gi 


4211641 42131 


265678437 


910794 91228 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
510200 Bacteria_16S 


ococcineae 
219857630 


16S ribosomal RNA, partial sequence 2156657 21581 


ref |NR_028739.1 


7 Mi 
ref 


crobacteriac 
NR_025219.1 


mycineae; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Geobacillus 
illus subterraneus 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Nocardiopsis tropica 

iopsis tropica Bacteria; 

saceae; Nocardiopsis. 
Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Helicobacter 
4 Helicobacter 


Helicobacteraceae; 


Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 


Helicobacter felis 


3826129 3827602 Helicobacter felis Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


azorensis strain 
Bacteria; Firmicu 


colombiense DSM 1 
12261 Bacteria; S 


strain ILE-3 16S 
Synergistetes; Sy 
5 
alkanoclasticum s 
alkanoclasticum B 


conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; 
5 
strain SEBR 7054 
Thermotogae; Ther 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


510200 Bacteria_16S 


strain M343/98/2 


5 
DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


510200 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 
16S ribosomal RNA, partial sequence 246697 24821 


510200 Bacteria_16S 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


ribosomal RNA, partial sequence 


motogales; Thermotogaceae; 
668506 668433 1 


Thermotoga. 
74 gi 


Arcanobacterium. 


673122 673045 8 85 gi 


1170119 1170042 8 
osomal RNA, partial sequence 


85 gi 


1301232 1301155 8 85 gi 


acteria; Actinobacteridae; Actinomycet 


2559665 25611 


265678603 


265678600 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
10200 Bacteria_16S 


228719618 


1169826 11712 
Pseu 


ales; 


219846639 


al sequenc 
e; Actinomycet 


nomycineae 


653422 653352 8 78 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
tes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

1200362 1200292 1 71 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
2261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
ynergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

2559955 2559889 5 71 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


nergistia; Synergistales; Synergistaceae; Aminobacterium. 

2633645 2633567 8 86 gi|219857236|ref|NR_024864.1| Planomicrobium 
train MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
acteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

107745 107668 8 85 gi|265678990|ref|NR_029298.1| Mycobacterium 

3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
246983 246906 8 85 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


ref|NR_028908.1| Arcanobacterium 
e 668320 669706 Arcanobacterium 
ales; Actinomycineae; 


ref|NR_028905.1| Actinomyces coleocanis 
5 Actinomyces coleocanis Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref|NR_027583.1| Thermobispora bispora 
94 Thermobispora bispora DSM 43833 
donocardineae; Pseudonocardiaceae; 


ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

510200 Bacteria_16S 1316517 1316440 8 85 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

510200 Bacteria_16S 1324250 1324173 8 85 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

510200 Bacteria_16S 1682016 1681939 8 85 gi|219878420|ref|NR_025559.1| Actinomyces oricola 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
510200 Bacteria_16S 
n CCUG 44697 16S ribosomal RNA, partia 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 
5 
strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
510200 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 
5 
strain 581 
Firmicutes; 


16S r 
Bacil 


510200 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 
5 
strain KCTC 3666 

Firmicutes; Bacil 
5 
strain DSM 3670 1 
Firmicutes; Bacil 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


ribosomal RNA, partial sequence 


1848050 1847977 1 74 


gi 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1907142 1907065 8 85 gi 
16S ribosomal RNA, partial sequence 


1954378 1954301 8 85 gi 
in CCUG 38702 16S ribosomal RNA, parti 


Actinomyces. 

1973934 1973857 8 85 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Marinibacillus. 
2254059 2254002 8 65 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


gi 


2449996 2449919 8 85 gi 


lales; Thermoactinomycetaceae; Laceyel 
3000162 3000077 1 86 gi 


lales; Bacillaceae; Geobacillus. 


510200 Bacteria_16S 


3223978 3223901 8 85 gi 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 


Actinomyces. 


eria; Actinobacteria; Actinobacteridae 


1681727 16832 
mycineae 


no 
219878303 
1 


219878258 

19068 
no 
219878225 
al 


’ 


219878212 


1973642 19751 


219857563 
ence 22537 
id 


219857419 


16S ribosomal RNA, partial sequence 2449732 24511 


la 
219846923 


6S ribosomal RNA, partial sequence 2999867 30013 


219846771 
32236 


sequence 
Actinomyc 


mycineae 


sequenc 
Actinomy 


iales Fa 


34 Actinomyces oricola Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_025442.1| Arcanobacterium 

1847763 1849248 Arcanobacterium 
etales; Actinomycineae; 


ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref |NR_025364.1| Actinomyces 
e 1954098 1955520 Actinomyces 
cetales; Actinomycineae; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


ref|NR_026363.1| Actinomyces europaeus 
89 3225098 Actinomyces europaeus 


strain NCTC 10951 


510200 Bacteria_16S 


3412273 3412196 8 85 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


5 
denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


strain NCTC 11636 


10200 Bacteria_16S 


510200 Bacteria_16S 


3479758 3479681 8 85 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3481239 3481162 8 85 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


campisalis strain 


Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

510200 Bacteria_16S 126214 126130 1 85 gi|265678978|ref|NR_029286.1 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actino: 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
510200 Bacteria_16S 202384 202304 9 89 gi| 265678928 |ref|NR_029236.1 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprot 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodes 
Coprothermobacter. 

510200 Bacteria_16S 320995 320919 8 84 gi| 265678846 |ref|NR_029151.1 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 501599 501523 8 84 gi| 265678717 |ref|NR_029022.1 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 50281 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 585148 585072 8 84 gi|265678662|ref|NR_028967.1 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacill 


Firmicutes; Bacil 
5 
lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 
hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


strain R2014 16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


3776315 3776238 8 85 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 

4130870 4130793 8 85 gi 
SF-57 16S ribosomal RNA, partial sequ 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


strain HS-5 16S r 
Actinobacteria; R 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


hesperidum strain 
Bacteria; Firmicu 
5 
dichotomicum stra 
dichotomicum Bact 


strain Se-1 16S r 
Deinococcus-Therm 


510200 Bacteria_16S 


strain HN3-7 16S 
Deinococcus-Therm 
5 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 


1705009 1704933 9 85 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
1901447 1901363 1 85 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1910148 1910064 1 85 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

2031948 2031868 1 81 gi 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 

2453075 2452991 1 85 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2629184 2629108 9 85 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3019750 3019674 9 85 gi 
ribosomal RNA, partial sequence 
us; Deinococci; Thermales; 
3416698 3416614 1 


gi 


Thermaceae; 
85 gi 


219846636 
34120 


219846589 
Actinomyc 


219846588 
34809 


219846379 
nce 37759 


219846126 
ence 41305 


lales; Bacillaceae; Bacillus. 

641381 641306 1 76 gi| 265678623 |ref|NR_028928.1 
rain EL-30 16S ribosomal RNA, partial sequence 641107 642573 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
esterenkonia. 

883463 883387 9 85 gi| 265678455 |ref|NR_028757.1 
ain MT-96 16S ribosomal RNA, partial sequence 883190 884650 
teria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 

1668399 1668315 1 85 gi| 219878429 |ref|NR_025568.1 


1668114 16695 


nomycineae 
219878404 


1704738 17061 


rmoleophil 
219878262 
ial sequen 
e; 


219878256 
ial sequen 
e; 


219878174 
ence 20316 
Al 
219857417 
1 sequence 
tinomyceta 
219857239 


2628913 26303 


Thermus. 
219846910 


3019481 30209 


Thermus. 
219846633 


nomycineae 


1 sequence 


nomycineae 


obacterale 


Actinomycet 


Actinomycet 


icycloba 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026181.1 

3479494 348091 
etales; Actinomy 


ref |NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref|NR_025716.1 
88 4132093 Marini 


* Ac 
ref 


tinomycetace 
NR_025543.1 


aceae; Thermoleo 
ref|NR_025401.1 
ce 1901160 190257 
ales; Actino 


ref|NR_025395.1 
ce 1909867 191128 
ales; Actino 


ref|NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref |NR_024867.1 


ref |NR_026502.1 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 

Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Marinibacillus 
bacillus campisalis 


Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Coprothermobacter 
hermobacter 
ulfobiaceae; 


Bacillus 
Bacillus 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Nesterenkonia 
Nesterenkonia 
coccineae; 


Desulfacinum 
Desulfacinum 


Syntrophobacteraceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Actinomyces 

5 Actinomyces 

mycineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Alicyclobacillus 
lobacillus hesperidum 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


ref |NR_026225.1 


341641 


Actinomyces 
6 3417841 Actinomyces 


hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


gi|219846614 
sequence 
gi| 219846613 
sequence 
gi|219846612 
34459 
gi|219846611 
sequence 
gi| 219846610 
sequence 
gi| 219846609 
34505 
219846608 
34521 
219846607 
34536 
219846606 
34551 
219846605 
34567 
gi|219846603 
sequence 
gi|219846602 
sequence 
gi|219846601 
34612 
gi|219846600 
sequence 
gi| 219846599 
34643 
gi|219846598 
sequence 
gi|219846597 
sequence 
gi| 219846596 
34688 
gi|219846595 
sequence 
i]219846594 
34719 
219846593 
34734 
219846592 
34749 
gi|219846591 
sequence 
gi| 219846590 
34780 
gi|219846589 
sequence 
gi|219846588 
34809 
gi|219846587 
sequence 
gi| 219846586 
34839 
gi|219846585 
sequence 
gi|219846584 
34871 
219846583 
34886 
gi|219846582 
sequence 
gi|219846581 
sequence 
gi| 219846580 
sequence 
gi|219846579 
34946 
gi|219846578 
sequence 


gi 


gi 


gi 


gi 


ref 


ref 


3444350 34458 


ref 


05 3447386 


ref 


3447437 34489 


ref 


3449003 34505 


ref 


71 3452089 


ref 


40 3453611 


ref 


62 3455136 


ref 


87 3456668 


ref 


19 3458169 


ref 


ref 


ref 


ref 


13 3473393 


ref 


44 3474924 


ref 


75 3476447 


ref 


ref 


ref 


17 3488602 


ref 


53 3490125 


39 3496156 


ref 


3442841 34442 


NR_026206.1 
9 
NR_026205.1 
5 
NR_026204.1 
NR_026203.1 
5 
NR_026202.1 
2 
NR_026201.1 
NR_026200.1 
NR_026199.1 
NR_026198.1 


NR_026197.1 


NR_026191.1 


NR_026188.1 


NR_026185.1 


NR_026184.1 


NR_026180.1 


NR_026178.1 


NR_026175.1 


NR_026170.1 


Acinetobacter baumannii strain DSM 30007 16S ribosomal RNA, complete 
9 

Succiniclasticum ruminis strain DSM 9236 16S ribosomal RNA, partial 
4 


Clostridium viride strain DSM 6836 16S ribosomal RNA, partial sequence 


Streptomyces subrutilus strain DSM 40445 16S ribosomal RNA, complete 
2 
Streptomyces caelestis strain NRRL 2418 16S ribosomal RNA, complete 
0 
Thermotoga elfii strain DSM 9442 16S ribosomal RNA, partial sequence 


Micrococcus lylae strain DSM 20315 16S ribosomal RNA, partial sequence 
Kocuria kristinae strain DSM 20032 16S ribosomal RNA, partial sequence 
Arthrobacter agilis strain DSM 20550 16S ribosomal RNA, partial sequence 
Nesterenkonia halobia strain DSM 20541 16S ribosomal RNA, partial sequence 


Arthrobacter protophormiae strain DSM 20168 16S ribosomal RNA, partial 
Pea eas nicotinovorans strain DSM 420 16S ribosomal RNA, complete 
ivouseiee ramosus strain DSM 20546 16S ribosomal RNA, partial sequence 
Arthrobacter polychromogenes strain DSM 20136 16S ribosomal RNA, partial 
fast eeseacees pascens strain DSM 20545 16S ribosomal RNA, partial sequence 
Arthrobacter nicotianae strain DSM 20123 16S ribosomal RNA, partial 
cee crystallopoietes strain DSM 20117 16S ribosomal RNA, partial 
 aceeciieles citreus strain DSM 20133 16S ribosomal RNA, partial sequence 
Arthrobacter globiformis strain DSM 20124 16S ribosomal RNA, partial 
; Rhodococcus opacus strain DSM 43205 16S ribosomal RNA, partial sequence 

Rhodococcus ruber strain : 


DSM43338 16S ribosomal RNA, complete sequence 


Rhodococcus globerulus strain DSM 4954 16S ribosomal RNA, partial sequence 


Rhodococcus marinonascens strain DSM 43752 16S ribosomal RNA, partial 

asuenmied georgiae strain 6843 DSM 16S ribosomal RNA, partial sequence 

Actinomyces denticolens strain NCTC 11490 16S ribosomal RNA, partial 

aeliacaaeda howellii strain NCTC 11636 16S ribosomal RNA, partial sequence 
Clostridium acetireducens strain DSM 10703 16S ribosomal RNA, partial 

2 


Streptomyces galbus strain DSM 40089 16S ribosomal RNA, partial sequence 


Streptomyces bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
6 
Actinotalea fermentans strain DSM 3133 16S ribosomal RNA, partial sequence 


Desulfuromusa bakii strain DSM 7345 16S ribosomal RNA, partial sequence 


Streptomyces mashuensis strain DSM 40221 16S ribosomal RNA, partial 
eal ate chlorophenolicum ATCC 43826 16S ribosomal RNA, partial 
Cabot ata municipale strain DSM 44069 16S ribosomal RNA, partial 
 nihesmeee tae agreste strain DSM 44070 16S ribosomal RNA, complete sequence 


Coriobacterium glomerans strain DSM 20642 16S ribosomal RNA, partial 


3496207 3497641 


510200 Bacteria_16S 
strain 6843 DSM 1 


3478320 3478236 1 


85 


gi 


219846590 


6S ribosomal RNA, partial sequence 3478022 34794 


ref|NR_026182.1 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
510200 Bacteria_16S 3601735 3601651 1 85 gi|219846505|ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

510200 Bacteria_16S 3876430 3876354 9 85 gi|219846311|ref|NR_025901.1| Thermus filiformis 


strain Wai33 16S 


ribosomal RNA, partial sequence 


3876152 38776 


26 Thermus filiformis Bacteria; 


Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

510200 Bacteria_16S 104777 104698 8 87 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
510200 Bacteria_16S 304335 304264 8 79 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 


strain MSB-8 16S 
Thermotogae; 


Ther 


ribosomal RNA, complete sequence 


motogales; Thermotogaceae; Thermotoga. 


304028 30558 


510200 Bacteria_16S 
denticolens strai 
denticolens Bacte 
Parascardovia. 
510200 Bacteria_16S 
strain YIM 70085 


10200 Bacteria_16S 
innipedialis str 
innipedialis Bac 
10200 Bacteria_16S 
atellatispora st 
atellatispora Ba 
Thermomonosporace 
510200 Bacteria_16S 
DSM 4359 16S ribo 
Thermotogae; Ther 
510200 Bacteria_16S 
azorense Az-Ful s 
azorense Az-Ful B 
510200 Bacteria_16S 
strain 2DT 16S ri 
Firmicutes; Bacil 


5 
Pp 
Pp 
5 
c 
c 


motogales; 


lales; 


336617 336542 1 


421627 421552 1 


1241235 1241176 9 


1296676 1296597 8 


Bacillaceae; 


76 


76 


68 


87 


bosomal RNA, partial sequence 
Bacillus. 


gi 


n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


gi 


Thermotoga. 


gi 


train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 


gi 


265678833 
quence 


265678773 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ococcineae; Yaniellaceae; 

660948 660869 8 87 gi|265678608|ref|NR_028913.1 
ain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 

889551 889482 1 72 gi| 265678451 |ref|NR_028753.1 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
ae; Actinomadura. 

1201910 1201839 8 79 gi| 228715358 |ref|NR_027530.1 


somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotogaceae; 


219878120 


219857534 


1296399 12978 


Bifidobac 


1 sequence 
genotherma 


ref |NR_029138.1 
336318 337835 
teriales; Bifido 


ref |NR_029078.1 


a neapolitan 
ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref|NR_025122.1 


9 Thermotoga maritima Bacteria; 


Parascardovia 
Parascardovia 
bacteriaceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Jeotgalicoccus 
662086 Jeotgalicoccus 


Actinomadura 
Actinomadura 
tosporangineae; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


510200 Bacteria_16S 1313387 1313308 8 87 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
510200 Bacteria_16S 1330314 1330239 1 76 gi|219846082|ref|NR_025672.1| Bifidobacterium 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
510200 Bacteria_16S 2343559 2343484 1 76 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 
510200 Bacteria_16S 3173862 3173783 8 87 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
510200 Bacteria_16S 3820296 3820233 8 71 gi|219846349|ref|NR_025940.1| Helicobacter 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
510200 Bacteria_16S 3881069 3880990 8 87 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
510200 Bacteria_16S 3882641 3882562 8 87 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 


Thermoanaerobacte 
510200 Bacteria_16S 
strain 961*00022/ 
Actinobacteria; C 
510200 Bacteria_16S 


rales; 


oriobacteridae; 


Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


33720 33618 1 


124637 124575 9 


103 


PE 


finnii Bacteria; 
Thermo 


gi 


98 16S ribosomal RNA, partial sequence 
Coriobacteriales; 


gi 


Cori 


anaerobact 
265679041 
33436 
obacterine 
265678979 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 


Firmicutes; 


er. 
ref |NR_029349.1 

34786 Atopob 
ae; Coriobacteri 


Clostridia; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 


ref|NR_029287.1 
124349 125867 


Nitrospira 
Nitrospira 


contaminans strai 
contaminans Bacte 


selenitireducens strain MLS10 16S ribosomal RNA, partia 
selenitireducens Bacteria; Firmicutes; Bacillales; Baci 
510200 Bacteria_16S 1086834 1086756 8 86 gi 
1139 16S ribosomal RNA, complete sequence 

Bacillales; Bacillaceae; Bacillus. 


5 
DSM 9946 16S ribo 


ayderensis strain 
Bacteria; Firmicu 
5 
kestanbolensis st 
kestanbolensis Ba 
5 
strain DSM 11713 

irmicutes; Bacil 


F 
5 
psychrotolerans s 
psychrotolerans B 
5 
strain TF-11 16S 
irmicutes; Bacil 


aldilitoris stra 
aldilitoris Bact 


F 
5 
c 
c 
5 
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5 
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5 
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Firmicutes; Clost 
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Bacteria; Verruco 
5 
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Bacteria; Actinob 


510200 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 
5 
strain G2 16S rib 
Firmicutes; Bacil 


510200 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 

5 
strain ID131577 1 
Actinobacteria; R 
5 
strain R9242 16S 
Actinobacteria; A 


510200 Bacteria_16S 


lithotrophicum st 


ithotrophicum Ba 


HB 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


525907 525829 8 86 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
959094 959016 8 86 gi 


1162517 1162435 3 85 


gi 
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86 
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train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
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ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2689459 2689381 8 86 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
2998582 2998504 8 86 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
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cteria; Firmicutes; Clostridia; Clostr 
3264706 3264628 8 86 gi 
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microbia; Verrucomicrobiae; Verrucomic 
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10200 Bacteria_16S 


10200 Bacteria_16S 


1058420 1058363 8 65 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1120161 1120084 9 86 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


1086532 1088056 Bacil 


somal RNA, partial sequence 1162257 1163688 Meiot 
Deinococcus-Thermus; 
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Clostridium vincentii 
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1285891 128739 


Jeotgalicoccus 
6 Jeotgalicoccus 


510200 Bacteria_16S 1779390 1779333 8 65 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

510200 Bacteria_16S 1931644 1931567 8 85 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

510200 Bacteria_16S 2235786 2235709 8 85 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 


thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 


510200 Bacteria_16S 2696781 2696704 8 85 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

510200 Bacteria_16S 3027318 3027261 8 65 gi|219846905|ref|NR_026497.1| Desulfonispora 


thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
510200 Bacteria_16S 3231471 3231414 8 65 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

510200 Bacteria_16S 3378874 3378797 8 85 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
510200 Bacteria_16S 3499461 3499404 8 65 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 


510200 Bacteria_16S 3677596 3677539 8 65 gi| 219846452 |ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

510200 Bacteria_16S 3993393 3993316 8 85 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 


strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


510200 Bacteria_16S 100150 100074 8 84 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

510200 Bacteria_16S 161148 161072 8 84 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

510200 Bacteria_16S 197676 197600 8 84 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

510200 Bacteria_16S 531963 531887 8 84 gi| 265678697 |ref|NR_029002.1| Bacillus drentensis 


strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
510200 Bacteria_16S 595713 595629 1 85 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
510200 Bacteria_16S 606218 606142 8 84 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 


510200 Bacteria_16S 891036 890960 8 84 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

510200 Bacteria_16S 1062992 1062912 1 81 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

510200 Bacteria_16S 1356271 1356195 8 84 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
510200 Bacteria_16S 1419401 1419325 8 84 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 1636294 1636218 8 84 gi|219878452|ref|NR_025591.1| Bacillus soli strain 


R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 


510200 Bacteria_16S 1685028 1684952 8 84 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 1702009 1701933 8 84 gi| 219878406 |ref|NR_025545.1| Halobacillus 


karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 


510200 Bacteria_ 


vaccimaxillae str 
vaccimaxillae Bac 


Actinomycetaceae; 
510200 Bacteria_ 
strain LMG 18422 
Firmicutes; 
510200 Bacteria_ 


decolorationis st 
decolorationis Ba 


510200 Bacteria_ 
strain DSM 10404 
Bacteria; 
5 
strain LMG 17489 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 1951455 19513711 85 gi| 219878227 |ref|NR_025366.1 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actino: 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
510200 Bacteria_16S 2087328 2087276 8 60 gi|219878131|ref|NR_025270.1 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 208849 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desul 
510200 Bacteria_16S 2182758 2182674 1 85 gi|219857611|ref|NR_025200.1 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 218387 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

510200 Bacteria_16S 2266438 2266354 1 85 gi| 219857555 |ref|NR_025143.1 


strain SK-1 16S r 
Bacil 
510200 Bacteria_16S 


Firmicutes; 


strain DSM 12272 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

510200 Bacteria_16S 2569059 2568983 8 84 gi|219857288|ref|NR_024919.1 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 257024 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 
510200 Bacteria_16S 2722468 2722388 1 81 gi|219857173|ref|NR_024801.1 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

510200 Bacteria_16S 2730151 2730083 9 77 gi|219857167|ref|NR_024795.1 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae 
510200 Bacteria_16S 2872352 2872276 8 84 gi|219856876|ref|NR_024695.1 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 3018230 3018154 9 85 gi|219846911|ref|NR_026503.1 


SPS-17 16S riboso 


Thermus; Deinococ 


5 


5 
strain 150 16S ri 
Firmicutes; Erysi 
5 
strain DS1 16S ri 
irmicutes; Clost 


artagoforme Bact 


anna wy 


hydroxybenzoicum 
ydroxybenzoicum 


latensis strain 
acteria; Firmicu 


awe uD 


strain WV6 16S ri 
Firmicutes; Clost 


510200 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


510200 Bacteria_16S 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 


Bacil 


Firmicu 
10200 Bacteria_16S 


10200 Bacteria_16S 
strain RF-4 16S r 
Deinococcus-Thermus; 
10200 Bacteria_16S 


10200 Bacteria_16S 
10200 Bacteria_16S 
artagoforme stra 
10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


16S 1735412 1735328 1 85 gi 
ain R10176 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

16S 1752185 1752109 8 


e; 


84 gi 


Halobaci 
gi 


tes; Bacillales; Bacillaceae; 


1945292 1945216 8 84 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


2530026 2529950 8 84 gi 


mal RNA, partial sequence 
ci; Thermales; Thermaceae; Thermus. 
3021275 3021199 9 85 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3030371 3030307 1 65 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3034976 3034900 8 84 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3036499 3036423 8 84 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3110302 3110262 1 41 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3219434 3219354 9 89 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3248261 3248185 8 84 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
3362241 3362165 8 


gi 


el 


cl 
s 
ia 
tr 


Ss; 


Clostridiaceae; Cl 


84 gi 


lales; Bacillaceae; Salimicrobium. 


219878384 
se 


219878372 
16S ribosomal RNA, partial sequence 1751903 17534 


lales; Bacillaceae; Bacillus. 

16S 1802072 1801996 8 84 gi|219878334|ref|NR_025473.1 
rain LMG 19507 16S ribosomal RNA, partial sequence 1801788 180329 
cteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

16S 1823608 1823532 8 84 gi|219878320|ref|NR_025459.1 
16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 


11 
219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


2266147 22676 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 


3017969 3019430 Thermus o 


219846909 
3021006 30224 
uy 
219846903 
3030089 30315 


219846899 
3034695 30361 


219846898 
219846848 
eq 
219846774 
219846755 
3247999 32493 


219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


ref|NR_025523.1 
quence 1735130 173662 
Actinomycetales; Actino 


ref|NR_025511.1 


us. 


ref |NR_025370.1 


ref |NR_024945.1 


shimai Bacte 


ref|NR_026501.1 
hermus. 
ref |NR_026495.1 
otrichaceae. 
ref|NR_026491.1 
ostridium. 
NR_026490.1 
3036217 303768 
stridiaceae; Clo 
ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref |NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref |NR_026347.1 


equence 
les; Clo 


uence 
idiales; 


32191 
Thermod 


ostridium. 
ref |NR_026267.1 


41 Salimicrobium 


3363757 3363689 9 77 gi 


219846674 


Actinomyces 
2 Actinomyces 
mycineae; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Bacillus 
0 Bacillus 


Halobacillus trueperi 
cillus trueperi 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Actinomyces 
7 Actinomyces 
mycineae; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Clostridium 
8 Clostridium 
ostridium. 
Alicyclobacillus 
lobacillus pomorum 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Thermus oshimai strain 
ria; Deinococcus- 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 

6 Clostridium 
stridium. 
Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Salimicrobium album 
album Bacteria; 


ref|NR_026266.1 
3363492 336498 


Verrucomicrobium 
3 Verrucomicrobium 


spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


Verrucomicrobium. 
5 
strain ATCC 51856 


5 
strain DSM 6736 1 
Firmicutes; Clost 


homopropionicum s 
homopropionicum B 
5 
DSM 316 16S ribos 
Clostridia; Clost 
strain DSM 286 16 


Firmicutes; Clost 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


3497970 3497902 8 76 gi|219846577|ref|NR_026169.1| Actinomyces radingae 
16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

3528306 3528230 8 84 gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
6S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3529804 3529728 8 84 gi|219846556|ref|NR_026148.1| Clostridium 
train DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3531332 3531256 8 84 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
omal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Sarcina. 

3532779 3532703 8 84 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
ridia; Clostridiales; Clostridiaceae; Sarcina. 

3540565 3540489 8 84 gi|219846549|ref|NR_026141.1| Bacillus clarkii 


5 
strain DSM 8720 1 
Firmicutes; Bacil 
5 
thermopalmarium s 
thermopalmarium B 


strain Pasteur II 
Firmicutes; Clost 


strain 2585 16S r 
Firmicutes; Clost 


strain YT-1 16S r 


Deinococcus-Thermus; 
10200 Bacteria_16S 


5 
IAM 12464 16S rib 
Bacillales; Bacil 
5 
strain PCL 16S ri 
Fusobacteria. 


510200 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 
5 
PB90-1 16S riboso: 
Opitutae; Opituta 


ibirica strain A 
acteria; Proteob 


annaschii strain 
acteria; Proteob 


5 
s 
B 
5 
j 
B 
5 
trevisanii strain 
trevisanii Bacter 
5 
siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 
5 
ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


510200 Bacteria_16S 


echinoides strain 
echinoides Bacter 


510200 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


lales; Bacillaceae; Bacillus. 
3583174 3583098 8 84 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3710720 3710644 8 84 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3719690 3719614 8 84 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 
3877950 3877874 9 85 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3959576 3959500 8 84 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 
148796 148733 8 71 
bosomal RNA, partial sequence 


gi 


504639 504588 9 60 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
695879 695812 9 76 gi 
mal RNA, partial sequence 
les; Opitutaceae; Opitutus. 
727652 727577 9 84 gi 
12 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
812327 812252 9 84 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
868617 868554 8 71 gi 
"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
904873 904794 8 87 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
rs 


gi 


1360744 1360678 9 76 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 
1703523 1703444 9 88 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1983320 1983245 9 84 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


v 


510200 Bacteria_16S 


1986491 1986416 9 84 gi 


6S ribosomal RNA, complete sequence 3540266 35417 


219846520 
equence 
ridiales; 
219846429 
37104 
(oak 
219846422 


3719395 37209 
ostridiu 


cl 
219846310 


3877677 38791 


Thermus. 
219846252 


3959295 39607 


265678963 


148511 15001 


265678715 


504361 50587 


265678585 


695588 697067 Opitu 


265678563 

72737 
ales; Ecto 
265678504 
nce 81203 
ales; Ecto 
265678466 
ial sequen 
obacteriac 
265678441 
ence 90455 
aerobacter 


228719712 
ence 13604 
idimicrobi 


219878405 
sequence 
a; Rhizobi 
219878206 
uence 

ia; Myxoco 


219878204 


ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 


Cystobacteraceae; 


Cystobacter. 


ostridiu 


87 Bacillus 


ref|NR_026112.1 
3582883 358438 
Clostridiaceae; 
ref |NR_026020.1 
25 3711931 Clostr 
m. 
ref|NR_026013.1 
m. 


ref|NR_025900.1 


ref|NR_025842.1 
ref|NR_029271.1 
ref 


NR_029020.1 


ref 
tus 


NR_028890.1 
terrae Bacte 


ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


v 


ref|NR_027584.1 
61 1361925 Acidim 
ales; Acidimicro 


’ 


ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025345.1 
1983024 198455 
ccales; Sorangii 


ref|NR_025343.1 


77 Bacillus firmus Bacteria; 


clarkii Bacteria; 


Clostridium 
5 Clostridium 
Clostridium. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Bacillus firmus strain 
Firmicutes; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Thiorhodospira 
odospira sibirica 

ae; Thiorhodospira. 
Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Leptotrichia 
Leptotrichia 

a. 

Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Acidimicrobium 
icrobium ferrooxidans 
bineae; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Chondromyces 
8 Chondromyces 
neae; Polyangiaceae; 


1986193 198770 


Cystobacter 
9 Cystobacter 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


paradoxus strain 
Bacteria; Proteob 


Bacteria; Proteob 
5 
strain IHB1 16S r 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 


10200 Bacteria_16S 


2286250 2286175 9 84 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


2440841 2440766 9 84 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2469696 2469621 9 84 gi 


acteria; Gammaproteobacteria; Chromati 
2827647 2827596 9 60 gi 
ibosomal RNA, partial sequence 


219857541 
sequence 
cteria; 


219857426 
ce 24405 
ales; 
219857403 
ce 24694 
ales; 
219856905 


2827347 28288 


Ch 


Ecto 


Ecto 


ref|NR_025129.1 
2285990 228738 
romatiales; Ecto 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


ref |NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_024991.1 
12 2470870 Thioal 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 

Thioalkalivibrio 
kalivibrio nitratis 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_024726.1| Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

510200 Bacteria_16S 3198364 3198293 9 80 gi|219846789|ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

510200 Bacteria_16S 3365311 3365232 8 87 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

510200 Bacteria_16S 4205868 4205793 9 84 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

510200 Bacteria_16S 180866 180796 8 78 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

510200 Bacteria_16S 375408 375330 8 86 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

510200 Bacteria_16S 417081 417011 8 78 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
510200 Bacteria_16S 452526 452456 8 78 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


strain R 16089 16 
Firmicutes; Bacil 


510200 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 
5 
strain 3wWC2 16S r 


10200 Bacteria_16S 


S ribosomal RNA, complete sequence 
lales; Macrococcus. 

454124 454054 8 78 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

589636 589566 8 78 
ibosomal RNA, partial sequence 


gi 


gi 


452220 45376 


265678751 


453819 45536 


265678659 


589361 59079 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
510200 Bacteria_16S 1176214 1176120 8 102 gi| 228718376 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 11773 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
510200 Bacteria_16S 1466700 1466622 8 86 gi| 224581408 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 14678 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

510200 Bacteria_16S 1513433 1513355 8 86 gi| 219878119 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 15146 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 1637785 1637709 8 84 gi| 219878451 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacil 
Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 1689578 1689500 8 86 gi| 219878414 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 16892 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
510200 Bacteria_16S 2094881 2094803 8 86 gi| 219878125 


strain SW-72 16S 
Firmicutes; Bacil 
5 
strain TF-12 16S 


10200 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2123727 2123657 8 78 
ribosomal RNA, partial sequence 


gi 


2094597 20961 


219857652 


2123444 21249 


8 Macrococcus lamae Bacteria; 


ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 
ref|NR_028964.1| Clostridium colicanis 


5 Clostridium colicanis Bacteria; 
m. 


ref|NR_027573.1| Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 
Clostridium. 

ref|NR_027189.1| Treponema putidum 


91 Treponema putidum Bacteria; 


ref|NR_025258.1| Bacillus odysseyi 
43 Bacillus odysseyi Bacteria; 


Bacillus vireti strain 
ria; Firmicutes; 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025553.1 
86 1690816 Planoc 


Planococcus 
occus rifietoensis 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025241.1| Bacillus aquimaris 
50 Bacillus aquimaris Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 2169114 2169044 8 78 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

510200 Bacteria_16S 2185788 2185718 8 78 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

510200 Bacteria_16S 2284811 2284741 8 78 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


510200 Bacteria_16S 2434746 2434676 8 78 gi|219857431|ref|NR_025019.1 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 243595 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 
510200 Bacteria_16S 2550674 2550604 8 78 gi| 219857343 |ref|NR_024931.1 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 255039 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillu 
510200 Bacteria_16S 2564502 2564424 8 86 gi|219857291|ref|NR_024922.1 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 256570 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
510200 Bacteria_16S 2598396 2598355 1 42 gi| 219857269 |ref|NR_024900.1 
strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 25994 

Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

510200 Bacteria_16S 2680538 2680468 8 78 gi|219857202|ref|NR_024830.1 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 268176 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalib 
510200 Bacteria_16S 2698335 2698265 8 78 gi|219857189|ref|NR_024817.1 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacte 
Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 2725550 2725472 8 86 gi|219857170|ref|NR_024798.1 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 27267 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 2792939 2792869 8 78 gi|219857121|ref|NR_024749.1 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 279412 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 
510200 Bacteria_16S 2794481 2794403 8 86 gi|219857120|ref|NR_024748.1 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 279557 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; A 
510200 Bacteria_16S 2870774 2870704 8 78 gi|219856877|ref|NR_024696.1 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 28720 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 3004772 3004702 9 79 gi|219846920|ref|NR_026512.1 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methyl 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 
510200 Bacteria_16S 3285942 3285872 8 78 gi|219846730|ref|NR_026322.1 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 32871 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

510200 Bacteria_16S 3500932 3500862 8 78 gi|219846575|ref|NR_026167.1 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

510200 Bacteria_16S 4105070 4104992 8 86 gi|219846149|ref|NR_025739.1 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

510200 Bacteria_16S 4132443 4132373 8 78 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

510200 Bacteria_16S 26043 25986 8 65 gi|265679046|ref|NR_029354.1 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

510200 Bacteria_16S 135301 135224 8 85 gi|265678972|ref|NR_029280.1 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinom 
Actinomycetaceae; Actinomyces. 

510200 Bacteria_16S 210202 210145 8 65 gi|265678922|ref|NR_029230.1 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 
510200 Bacteria_16S 290725 290648 8 85 gi| 265678866 |ref|NR_029172.1 
strain Kol5a 16S ribosomal RNA, partial sequence 290399 29196 

Aquificae; Aquificales; Aquificaceae; Aquifex. 

510200 Bacteria_16S 432503 432446 8 65 gi|265678766|ref|NR_029071.1 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

510200 Bacteria_16S 726114 726037 9 86 gi|265678564|ref|NR_028868.1 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

510200 Bacteria_16S 1080762 1080705 8 65 gi| 265678322 |ref|NR_028624.1 


strain NAF0O01 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; 
510200 Bacteria_16S 


Bacillaceae; 
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gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusob 
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strain GD521 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Staphylococcus. 
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gi 
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s. 
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55 Desulfotomaculum putei Bacteria; 
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acterium. 
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mobilis Bacteria; 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 


NR_027215.1 


Staphylococcus felis 


1433051 1434525 Staphylococcus felis Bacteria; 


antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

510200 Bacteria_16S 1481974 1481917 8 65 gi|219878151|ref|NR_025290.1 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 148170 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fu 
Fusobacterium. 

510200 Bacteria_16S 1706531 1706474 8 65 gi| 219878403 |ref|NR_025542.1 
strain SH1 16S ribosomal RNA, partial sequence 1706248 17077 


Firmicutes; Clost 
5 
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agaridevorans Bac 
5 
azoreducens strai 
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Firmicutes; Bacil 
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nucleatum subsp. 
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10200 Bacteria_16S 
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6S ribosomal RNA, partial sequence 3592199 35936 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 
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ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1914654 1914597 8 65 gi 
n CM1 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
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2102523 2102446 8 85 gi 

6N 16S ribosomal RNA, partial sequenc 
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2345084 2345027 8 65 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
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train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2790047 2789970 8 85 gi 


e 
ib 


nc 
ni 


ia 
cl 


ogae; Thermotogales; Thermotogaceae; The 
2817088 2817031 8 65 gi 
in JCM 10604 16S ribosomal RNA, partia 


eria; Firmicutes; Erysipelotrichi; Ery 


1 
si 


2869194 2869137 8 65 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2880228 2880171 8 65 gi 
S ribosomal RNA, partial sequence 


ar 
ci 


ridia; Clostridiales; Clostridiaceae; Cl 
3618286 3618229 8 65 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3621048 3620991 8 65 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; Fusoba 
3904140 3904083 8 65 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
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se 
Fu 


ta 
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sequence 
pelotric 
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tial seq 


llaceae; 


219856871 
2879945 28814 


lales; Bacillaceae; Bacillus. 
3246739 3246702 5 42 gi|219846756|ref|NR_026348.1 
in DSM 10349 16S ribosomal RNA, partial sequence 3246473 324794 
eria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Des 
3413735 3413658 8 85 gi|219846635|ref|NR_026227.1 
16S ribosomal RNA, partial sequence 3413473 3414913 Actino 
ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
3592463 3592406 8 65 gi|219846513|ref|NR_026105.1 


ostridiu 


219846493 


quence 
sobacter 
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partial 
cteriale 


219846292 


al seque 
laceae; 


219846168 
6S ribosomal RNA, partial sequence 4076074 40776 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacte 
Mahella. 
510200 Bacteria_16S 4102070 4101993 8 85 gi|219846151 
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irmicutes; Bacil 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


anifelinum strai 


F 
5 
c 
canifelinum Bacte 


510200 Bacteria_16S 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


10200 Bacteria_16S 


4101786 41031 


4181780 4181723 8 65 gi 
n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 
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so 
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bacteria 
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Paenibacillus. 
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ulfotomaculum. 
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Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
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Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Paenibacillus 
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Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Fusobacterium 
4 Fusobacterium 
ium. 


ref |NR_029340.1 
48321 Alcani 


Alcanivorax 
vorax borkumensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


Spirochaetes; 


strain Wt/la 16S 


Deinococcus-Thermus; 
510200 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


strain S-743 16S 
Tenericutes; Moll 


510200 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


510200 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


Clostridia; Clost 


melanesiensis str 
melanesiensis BI4 


hamburgensis stra 
Bacteria; Proteob 


LMG 22167 16S rib 
Bacillales; Bacil 


strain CM243 16S 


strain IBS S6874 
Proteobacteria; G 
alactosidilyticu 
alactosidilyticu 


aalensis strain 
acteria; Firmicu 
Sedimentibacter. 


DunuugQgaQ iu 


strain DSM 497 16 
Firmicutes; Bacil 


strain LMG 18435 
Firmicutes; Bacil 


Soel 16S ribosoma 
Gammaproteobacter 


strain HSL-3 16S 


Firmicutes; Bacil 


taiwanensis Bacte 
Rubrobacteraceae; 


510200 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


510200 Bacteria_16S 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


hydrogeniphilum B 


510200 Bacteria_16S 
strain BR 16S ribosomal RNA, partial sequence 
Spirochaetales; 
510200 Bacteria_16S 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 

collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; 
510200 Bacteria_16S 
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110780 110724 
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548798 548742 


780104 780048 


Firmicutes; 


Bacillus. 


1615042 1615006 29 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 
510200 Bacteria_16S 1645446 1645410 29 
16S ribosomal RNA, partial sequence 1645204 16466 
ammaproteobacteria; Aeromonadales; Aeromonadacea 
1651470 1651394 8 
s strain LMG 17892 16S ribosomal RNA, 
Firmicutes; 
1767344 1767288 9 
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510200 Bacteria_16S 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; 
Rubrobacter. 
2191888 2191812 8 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 
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Bacillaceae; 
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Bacillales; 


Firmicutes; 
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Acholeplasma axanthum 


axanthum Bacteria; 
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obiaceae; Ni 
NR_025626.1 
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510200 Bacteria_16S 
strain DG-1 16S r 
Clost 
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strain DSM 5156 1 


Firmicutes; 
5 
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Deinococci; Deinococcales; 
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ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
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ibosomal RNA, partial sequence 
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Clostridiaceae; 
84 gi 
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cc 


s 


3374263 3374187 8 84 gi| 219846667 |ref|NR_026259.1 
6S ribosomal RNA, partial sequence 3374001 33754 
Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
3446194 3446138 9 65 gi|219846612|ref|NR_026204.1 


6S ribosomal RNA, partial sequence 3445905 34473 
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10200 Bacteria_16S 
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eae; Deinococcus. 
Deinococcus grandis 
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81 Sporomusa silvacetica Bacteria; 
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Clostridium 
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0 Thiobaca trueperi Bacteria; 
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Thermosipho geolei 
sipho geolei Bacteria; 
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gi 
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gi 


gi 
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gi 
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gi 


gi 
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gi 
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gi 


219846577 |ref 
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219846573 |ref 


3497692 3499120 
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3500724 3502049 


3502100 3503572 
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NR_026168.1 
NR_026167.1 
NR_026166.1 


NR_026165.1 


35036 
219846572 
35051 


23 3505104 
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55 3506622 


NR_026164.1 


219846571 


219846570 


219846569 


219846568 


219846567 


219846566 


3512760 3514233 


35142 
219846565 
35158 
219846564 
35173 


Actinomyces radingae strain ATCC 51856 16S ribosomal RNA, partial sequence 
Cetobacterium ceti strain NCFB 3026 16S ribosomal RNA, partial sequence 
Clostridium celatum strain DSM 1785 16S ribosomal RNA, partial sequence 
Brevibacterium linens strain DSM 20425 16S ribosomal RNA, partial sequence 
Agromyces ramosus strain DSM 43045 16S ribosomal RNA, partial sequence 


Microbacterium barkeri strain DSM 20145 16S ribosomal RNA, partial sequence 


Microbacterium testaceum strain DSM 20166 16S ribosomal RNA, partial 
coe liquefaciens strain DSM 20638 16S ribosomal RNA, partial 
P ende teen imperiale strain DSM 20530 16S ribosomal RNA, partial 
ilevasetacion lacticum strain DSM 20427 16S ribosomal RNA, partial 
9 


Rathayibacter rathayi strain DSM 7485 16S ribosomal RNA, partial sequence 
Rathayibacter tritici strain DSM 7486 16S ribosomal RNA, partial sequence 
Curtobacterium luteum strain DSM 20542 16S ribosomal RNA, partial sequence 


Curtobacterium citreum strain DSM 20528 16S ribosomal RNA, partial sequence 


219846563 


219846562 |ref 


219846561|ref 
219846560 | ref 
219846559 
219846558 |ref 
219846557 
219846556 
219846555 
3532455 
219846554 
219846553 |ref 


219846552 |ref 


219846551|ref 
219846550|ref 
219846549 |ref 
219846548 |ref 


219846547 |ref 


219846546 |ref 
219846545 |ref 
219846544 |ref 


219846543 


219846542 


3518849 3520338 


3520389 3521882 


3521933 3523432 


3524935 3526407 


3528019 3529495 


3532506 3533966 
3534017 3535534 
3535585 3537088 
3537139 3538644 
3538695 3540215 
3540266 3541787 
3541838 3543342 
3543393 3544898 
3544949 3546454 


3546505 3547987 


NR_026154.1 


NR_026153.1 


NR_026149.1 


NR_026146.1 
NR_026145.1 
NR_026144.1 
NR_026143.1 
NR_026142.1 
NR_026141.1 
NR_026140.1 
NR_026139.1 
NR_026138.1 


NR_026137.1 


3551089 3552603 


Mycoplasma genitalium strain ATCC 33530 16S ribosomal RNA, partial sequence 


Pelobacter acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 


Thauera aromatica strain DSM 6984 16S ribosomal RNA, partial sequence 
Saccharopolyspora gregorii strain NCIB 12823 16S ribosomal RNA, partial 
Clostridium colinum strain DSM 6011 16S ribosomal RNA, partial sequence 


Clostridium neopropionicum strain DSM 3847 16S ribosomal RNA, complete 
8 
Clostridium quinii strain DSM 6736 16S ribosomal RNA, partial sequence 


Clostridium homopropionicum strain DSM 5847 16S ribosomal RNA, partial 
apes maxima strain DSM 316 16S ribosomal RNA, partial sequence 3531057 
Sarcina ventriculi strain DSM 286 16S ribosomal RNA, partial sequence 
Bacillus pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 


Bacillus halmapalus strain DSM 8723 16S ribosomal RNA, partial sequence 


Bacillus gibsonii strain DSM 8722 16S ribosomal RNA, partial sequence 


Bacillus agaradhaerens strain DSM 8721 16S ribosomal RNA, partial sequence 


Bacillus clarkii strain DSM 8720 16S ribosomal RNA, complete sequence 


Bacillus clausii strain DSM 8716 16S ribosomal RNA, partial sequence 


Bacillus pseudofirmus strain DSM 8715 16S ribosomal RNA, complete sequence 


Bacillus cohnii strain DSM 6307 16S ribosomal RNA, complete sequence 


Porphyromonas cansulci strain VPB 4875 16S ribosomal RNA, partial sequence 


Porphyromonas cangingivalis strain VPB 4874 16S ribosomal RNA, partial 
1 
Clostridium paraputrificum strain ATCC 25780 16S ribosomal RNA, partial 
8 


Caloramator indicus strain IndiB4 16S ribosomal RNA, partial sequence 


aonoeonogouwmmu 


strain IP 2227 16 


10200 Bacteria_16S 
ibrisolvens stra 
ibrisolvens Bact 
10200 Bacteria_16S 
keanokoites stra 
keanokoites Bact 
10200 Bacteria_16S 
rgentinense stra 
rgentinense Bact 
10200 Bacteria_16S 


S ribosomal RNA, partial sequence 


211461 21296 


3762881 3762822 6 65 gi|219846390|ref|NR_025981.1| Butyrivibrio 
in ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
eria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
3930133 3930055 8 86 gi|219846274|ref|NR_025864.1| Planomicrobium 
in IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
eria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
207096 207026 8 78 gi|265678924|ref|NR_029232.1| Clostridium 
in ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
211757 211687 8 78 gi|265678921|ref|NR_029229.1| Clostridium baratii 


8 Clostridium baratii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

510200 Bacteria_16S 609289 609211 8 86 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

510200 Bacteria_16S 610835 610765 8 78 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

510200 Bacteria_16S 730594 730524 8 78 gi|265678561|ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

510200 Bacteria_16S 1314949 1314879 8 78 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 1508961 1508915 32 78 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
510200 Bacteria_16S 1808266 1808188 8 86 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

510200 Bacteria_16S 1832735 18327051 31 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

510200 Bacteria_16S 1843478 1843408 8 78 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

510200 Bacteria_16S 2114626 2114548 8 86 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

510200 Bacteria_16S 2404264 2404194 8 78 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

510200 Bacteria_16S 2443874 2443796 8 86 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

510200 Bacteria_16S 2463519 2463449 8 78 gi| 219857407 |ref|NR_024995.1] Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

510200 Bacteria_16S 2711874 2711804 8 78 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 2778023 2777953 8 78 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

510200 Bacteria_16S 2875516 2875446 8 78 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

510200 Bacteria_16S 2881781 2881711 8 78 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
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Eubacteriaceae; 
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ibosomal RNA, partial sequence 
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IS1 16S ribosomal RNA, partial sequenc 
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510691 510614 8 85 gi|265678711|ref|NR_029016.1 
osomal RNA, partial sequence 510382 51190 
lales; Bacillaceae; Geobacillus. 

626069 626036 8 41 gi|265678634|ref|NR_028939.1 
S ribosomal RNA, partial sequence 625776 62729 
obacteriales; Fusobacteriaceae; Ilyobacter. 

632161 632124 5 42 gi| 265678629 |ref|NR_028934.1 
ribosomal RNA, partial sequence 631874 63335 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
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Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Bacillus 
9 Bacillus 


Planococcus 
9 Planococcus 


Propionigenium 
Propionigenium 

m. 

Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Paenibacillus 
Paenibacillus 
us. 

Paenibacillus 
acillus koreensis 


Jeotgalicoccus 
0 Jeotgalicoccus 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Cetobacterium somerae 
somerae Bacteria; 


Paenibacillus 
acillus stellifer 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Paenibacillus borealis 


NR_025299.1 


2047168 2048707 Paenibacillus borealis Bacteria; 


toyohensis strain 
TOBE Bacteria; Fi 


koleovorans strai 
Bacteria; Firmicu 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


proteolyticus str 
proteolyticus Bac 


strain DSM 8239 1 
Firmicutes; Clost 


fimetarium strain 
fimetarium Bacter 
5 
aludosum strain 
aludosum Bacteri 


Pp 
Pp 
5 
carbinolicum stra 
carbinolicum Bact 
strain Z-7591 16S 
Spirochaetes; Spi 
5 
strain DSM 8723 1 
Firmicutes; Bacil 


nucleatum subsp. 
Fusobacteriaceae; 


vulcanalis strain 
Bacteria; Firmicu 


510200 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


510200 Bacteria_16S 


nitratireducens s 
nitratireducens B 


510200 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 
5 
thermobenzoicum s 


Clostridiales; Pe 


510200 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


510200 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 


510200 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 

§ 
antarctica strain 
acteria; Proteob 


mnigena strain A 
acteria; Proteob 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


2755297 2755240 8 65 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2788638 2788581 8 65 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
3125455 3125398 29 86 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


ne 
er 


ce 
ni 


s 
ri 


3169291 3169258 8 41 gi 
ain DSM 20540 16S ribosomal RNA, partial 
teria; Deinococcus-Thermus; Deinococci; 
3275321 3275248 5 78 gi 

ridia; Clostridiales; Eubacteriaceae; Ac 
3276840 3276767 5 78 gi 


DSM 8238 16S ribosomal RNA, partial seq 


219857149 


219857124 


219846808 


219846737 
6S ribosomal RNA, partial sequence 3275046 32765 


219846736 


ia; Firmicutes; 


Clostridia; 


Clostridia 


le 


e 27549 
ales; Th 


27883 


equence 
a; Rhizo 


sequenc 
Deinococ 
etobacte 


uence 
s; Eubac 


bacillus. 
219846838 


ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024752.1 
65 2789727 Paenib 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 

Paenibacillus 
acillus koleovorans 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Ww 


Deinococcus 
7 Deinococcus 


ref|NR_026400.1 
e 3169032 317049 
cales; Deinococcaceae; Deinococcus. 
ref|NR_026329.1| Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026328.1 
3276555 327802 


Acetobacterium 
3 Acetobacterium 


10200 Bacteria_16S 


3278349 32783125 


42 


gi 


219846735 
ence 


teriaceae; 
ref |NR_026327.1 
3278074 327953 


Acet 


fo) 


bacterium. 


Acetobacterium 
2 Acetobacterium 


10200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 
Fusobacterium nucleatum subsp. 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


seudoalteromonas. 
10200 Bacteria_16S 


DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3281387 32813145 78 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3317902 3317825 8 85 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3535867 3535790 8 85 gi 


qu 
es 


s 
ia 


et 


animalis Bacteria; 
Fusobacterium. 

4047835 4047762 8 81 gi 
CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
4077960 4077927 8 41 gi 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
4172555 4172518 8 45 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
4198334 4198277 8 65 gi 
KCTC 3748 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Paenibacill 


en 
Al 


ue 
le 


1 
ri 


eq 
ac 


219846733 
219846708 
3317638 33191 


219846552 
6S ribosomal RNA, partial sequence 3535585 35370 


lales; Bacillaceae; Bacillus. 
3619667 3619630 8 45 gi|219846492 
animalis strain NCTC 12276 16S ribosomal RNA, pa 


219846188 


219846167 


219846098 


219846076 


v 


Eubact 


equence 
les; Eub 


a. 


ce 40475 
icycloba 


nce 
s; Pepto 
sequence 
diales; 


uence 


eae; Pae 


4230220 4230179 1 42 gi 
ubsp. thermosyntrophicum strain TPO 16S 
ptococcaceae; Desulfotomaculum. 

10620 10576 8 52 gi 
rain 16910a 16S ribosomal RNA, complet 
cteria; Proteobacteria; Deltaproteobac 


e 
te 


41062 41026 29 65 gi 
65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
78770 78734 29 65 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


on 


eq 
ct 


81752 81716 29 65 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


ce 
na 


121661 121585 9 85 gi 
SRB1 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Syntroph 


ce 
ob 


B 
P 
5 
a 
B 
5 


10200 Bacteria_16S 


165785 165709 8 84 gi 


219846048 


265679056 


265679036 


265679011 


265679009 


265678981 


265678952 


ribosoma 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; 


sequence 
ria; Des 


40774 
aceae; V 


uence 


eria; Ps 


81499 
dales; P 


12137 
acterale 


Fusobacteria; 


acterium. 
Acetobacterium 
0 Acetobacterium 


eriaceae; Acetob 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Acetobacterium. 
ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


ref|NR_026144.1| Bacillus halmapalus 
88 Bacillus halmapalus Bacteria; 


ref 
rtia 


NR_026084.1| Fusobacterium 
1 sequence 3619459 3620789 
Fusobacteriales; 


ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025757.1 
4077655 407918 
coccaceae; Crypt 
ref|NR_025688.1 
4172278 417374 
Eubacteriaceae; 
ref|NR_025666.1 
198059 419951 
nibacillus. 
ref|NR_025638.1| Desulfotomaculum 
1 RNA, partial sequence 4229850 4231400 
Firmicutes; Clostridia; 


Alicyclobacillus 
lobacillus vulcanalis 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 

Garciella 
8 Garciella 
Garciella. 

Paenibacillus 
0 Paenibacillus 


rs 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


ref |NR_029364.1 
10342 11910 
ulfovibrionales 


’ 


ref|NR_029344.1 
42243 Vibrio 
ibrio. 
ref|NR_029319.1 
78587 79994 
eudomonadales; 


Vibrio pectenicida 
pectenicida Bacteria; 


Pseudomonas 
Pseudomonas 
Pseudomonadaceae; 
ref|NR_029317.1 

83011 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


ref|NR_029289.1 
3. 122854 Desulf 
s; Syntrophobact 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 


ref|NR_029260.1| Clostridium tetani 


strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


Clostridium. 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


510200 Bacteria_16S 
strain Fowl 16S ribosomal RNA, partial sequence 


510200 Bacteria_16S 
strain 50 16S ribosomal RNA, partial sequence 


510200 Bacteria_16S 
strain OY 0-002 1 


510200 Bacteria_16S 
leiognathi strain 


168850 168814 29 65 gi 
Gammaproteobacteria; Vibrionales; 
170326 170290 29 65 gi 
Gammaproteobacteria; Vibrionales; 


174852 174816 29 65 gi 


265678950 

168553 16998 
Vibrionaceae; 
265678949 

170036 17150 
Vibrionaceae; 
265678946 
6S ribosomal RNA, partial sequence 174571 17599 


Vibrio. 


Vibrio. 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 


ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 


510200 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; 


Proteobacteria; 


strain TF-27 16S 
Proteobacteria; 


rhizosphaerae str 
rhizosphaerae Bac 
seudomonas. 


alleroniana stra 
alleroniana Bact 


P 
5 
p 
p 
Pseudomonas. 
5 


strain DLE411J 16 
roteobacteria; 


P 
5 
variabile strain 
Bacteria; Firmicu 
5 


strain P 538/23 1 
roteobacteria; 


P 
5 
prausnitzii strai 
prausnitzii Bacte 
5 


Gammaproteobacter 


acidiphila strain 
acteria; Proteob 


rederiksbergensi 
rederiksbergensi 
seudomonas. 


arismortui strai 
acteria; Firmicu 


Rl 16S ribosomal 
ammaproteobacter 


UuaQaqgusas un vnrnrunw 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


510200 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


510200 Bacteria_16S 
strain OK2 16S ri 
G 


G 


10200 Bacteria_16S 


10200 Bacteria_16S 


G 
10200 Bacteria_16S 
BI 114 16S ribosomal RNA, partial sequence 53938 
Ruminococcaceae; 
10200 Bacteria_16S 


G 


10200 Bacteria_16S 
40M4T 16S ribosomal RNA, 


510200 Bacteria_16S 


10200 Bacteria_16S 
n 123 16S ribosomal RNA, 
tes; Bacillales; Bacillaceae; Virgibac 
10200 Bacteria_16S 


10200 Bacteria_16S 


eria; 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
510200 Bacteria_16S 


434047 434011 29 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellac 
510200 Bacteria_16S 
ain IH5 16S ribosomal RNA, 


444814 444778 29 
teria; Proteobacteria; 


458618 458582 29 


in CFBP 4389 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


eria; Proteobacteria; 


470715 470679 29 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


539648 539592 9 


tes; Clostridia; 


557994 557958 29 


6S ribosomal RNA, partial sequence 557743 55923 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
10200 Bacteria_16S 
n ATCC 27768 16S ribosomal RNA, partial sequence 
Clostridiales; 


594231 594175 9 


Firmicutes; 
644461 644425 29 
complete sequence 


ria; 


Clostridiales; 


Clostridia; 


65 gi 


65 gi 


complete sequence 
Gammaproteobacteria; 


65 gi 


65 gi 


65 gi 
65 gi 
65 gi 


65 gi 


644174 645732 Vibri 


ia; Vibrionales; Vibrionaceae; Vibrio. 


649078 649042 29 


B2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; Beije 
10200 Bacteria_16S 


671564 671528 29 


s strain JAJ28 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; 


s Bacteria; 


718339 718263 8 


769215 769179 29 
RNA, partial sequence 


Proteobacteria; 


65 gi 


65 gi 


84 gi 


complete sequence 71801 


65 gi 


768965 770424 Vibri 


ia; Vibrionales; Vibrionaceae; Vibrio. 


784683 784647 29 


in CFBP 5447 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Proteobacteria; 


795334 795258 9 


824455 824419 29 


34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


825957 825921 29 


34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


Firmicutes; 


Clostridia; 


827526 827470 9 


65 gi 


85 gi 


n P3a 16S ribosomal RNA, partial sequence 
irae; Nitrospirales; Nitrospiraceae; Leptospiril 
510200 Bacteria_16S 


65 gi 


824212 825662 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 
510200 Bacteria_16S 


65 gi 


825713 827158 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 
510200 Bacteria_16S 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


65 gi 


384340 38587 


433793 43528 


470446 47199 


265678765 


265678758 


Pseu 


265678745 


Pseud 


265678737 


265678692 


265678680 


265678656 
Rumi 
265678621 
265678618 
64884 


265678601 


265678569 


illus. 


265678533 


265678522 


Pseud 


265678515 
79504 


265678496 


265678495 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
176338 176302 29 65 gi| 265678945 |ref|NR_029253.1| Photobacterium 
L1 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
177846 177810 29 65 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
384610 384574 29 65 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 
Pseudomonas. 


ref|NR_029070.1| Shewanella gaetbuli 
9 Shewanella gaetbuli Bacteria; 
eae; Shewanella. 
ref|NR_029063.1| Pseudomonas 
444544 446074 Pseudomonas 


domonadales; Pseudomonadaceae; 

ref|NR_029050.1] Pseudomonas 
458401 459808 Pseudomonas 

omonadales; Pseudomonadaceae; 

ref|NR_029042.1| Pseudomonas lini 

0 Pseudomonas lini Bacteria; 

aceae; Pseudomonas. 

ref|NR_028997.1| Subdoligranulum 

4 540811 Subdoligranulum variabile 

Subdoligranulum. 

ref|NR_028985.1| Pseudomonas congelans 

6 Pseudomonas congelans Bacteria; 

aceae; Pseudomonas. 

ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 

nococcaceae; Faecalibacterium. 

ref|NR_028926.1| Vibrio lentus strain 

o lentus Bacteria; Proteobacteria; 


ref|NR_028923.1| Methylocapsa 

0 650254 Methylocapsa acidiphila 
rinckiaceae; Methylocapsa. 
ref|NR_028906.1| Pseudomonas 

ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 


ref |NR_028873.1| Virgibacillus 
9 719581 Virgibacillus marismortui 


Vibrio ruber strain 
Proteobacteria; 


ref |NR_028837.1 
o ruber Bacteria; 


ref|NR_028826.1| Pseudomonas 
784432 785869 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_028818.1| Leptospirillum 
0 796555 Leptospirillum ferriphilum 
lum. 
ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref |NR_028798.1 
eneae Bacteria; 


265678494 
82720 
Selenomon 


ref|NR_028797.1| Selenomonas infelix 
9 828732 Selenomonas infelix Bacteria; 
as. 


510200 Bacteria_ 


yuanmingense stra 
yuanmingense Bact 


Bradyrhizobium. 
510200 Bacteria_ 


marinus subsp. pa 


P 
510200 Bacteria_ 
sibiricum strain 
Bacteria; 
510200 Bacteria_ 
elyakovii strain 
e 
P 
5 


10200 Bacteria_ 


strain CIP 104663 
G 


Proteobacteria; 
510200 Bacteria_ 


strain I-75 16S r 
G 


Proteobacteria; 
510200 Bacteria_ 


strain DO 14784 1 
G 


Proteobacteria; 


510200 Bacteria_ 


strain ATCC 33433 
G 


Proteobacteria; 


510200 Bacteria_ 


strain YB1 16S ri 
G 


Proteobacteria; 
510200 Bacteria_ 


phragmitetus stra 
phragmitetus Bact 


Pannonibacter. 
510200 Bacteria_ 


acetoxidans DSM 7 


DSM 771 Bacteria; 
510200 Bacteria_ 
ATCC BAA-548 16S 


Bacteria; Lentisp 


5 


Halomonas. 


510200 Bacteria_16S 
strain R-4079 16S 
G 
10200 Bacteria_16S 
limnophilus strai 
limnophilus Bacte 


Proteobacteria; 
5 


5 


Proteobacteria; 


19172 Bacteria; 


lecithinolyticum 
lecithinolyticum 


510200 Bacteria_16S 
tolerans s 
facile subsp. tol 


subsp. 


Hyphomicrobium. 


510200 Bacteria_16S 


Proteob 


lyakovii Bacteri 
seudoalteromonas. 


10200 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


10200 Bacteria_16S 
strain A431 16S r 
G 
510200 Bacteria_16S 
radiopugnans ATCC 
D 
510200 Bacteria_16S 


16S 870063 870027 29 65 gi 


16S 878836 878784 34 86 gi 


Prochlorococcus. 
900283 900247 29 


e; 


16S 65 gi 


16S 937346 937310 29 65 gi 


16S 960593 960557 

16S ribosomal RNA, 
ammaproteobacteria; Pseudomonadales; 
16S 989772 989736 29 65 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 991343 991307 29 65 gi 


29 65 gi 
complete sequence 


ammaproteobacteria; Enterobacteriales; 
16S 1003582 1003546 29 65 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
16S 1135194 1135158 29 65 gi 
bosomal RNA, partial sequence 
ammapro 
16S 1142845 1142809 29 
in C6-1 
eria; P 


65 gi 


16S 1159442 1159390 8 
71 16S 
Firmicutes; Clostridia; 
16S 1180744 1180668 9 85 

ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1210973 1210937 29 65 gi 
rain Slthf2 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


60 gi 


gi 


1227480 1227444 29 65 
ribosomal RNA, partial sequence 


gi 


1254635 12545711 65 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; 
1257639 1257603 29 65 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1259142 1259082 8 68 gi 


gi 


einococcus-Thermus; Deinococci; Deinoc 
1263638 1263586 8 60 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1308814 1308778 29 65 gi 


erans Bacteria; Proteobacteria; Alphap 
1310287 1310251 29 


65 gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 


Hyphomicrobium. 
5 


Proteobacteria; 
5 


10200 Bacteria_16S 
DSM 9799 16S ribo 
G 
10200 Bacteria_16S 


aphilum Bacteria; Proteobacteria; Alph 


1342539 1342503 29 65 gi 
ammaproteobacteria; Alteromonadales; F 
1347202 1347126 9 85 gi 


in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


storis strain PCC 9511 16S ribosomal R 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
rochlorococcacea 


AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 


KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


P 


989496 99101 


6S ribosomal RNA, partial sequence 991068 99256 


1134932 11363 
teobacteria; Vibrionales; Vibri 


9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 
ribosomal RNA, partial sequence 


Clostridiales 


1180467 11819 


1227244 12287 
ammaproteobacteria; Pseudomonadales; P 


Paenibaci 


1257400 12588 


19172 16S ribosomal RNA, partial sequ 


train IFAM I-551 16S ribosomal RNA, pa 


somal RNA, partial sequence 1342254 1343799 Ferri 


265678444 
e 90001 
hales; Pis 
265678420 
uence 

Alteromo 


’ 


265678404 
96032 


265678384 


Enterobac 
265678383 


Enterobac 
265678375 

10033 

Enterobac 
253680766 


onaceae; V 
253680761 
quence 

ria; Rhodo 


228721485 

11591 
7 Peptococ 
228717635 


Victivall 
224581438 
sequence 
teria; Oce 


219878281 


seudomonad 
219857194 
sequence 

llaceae; B 
219856813 


onaceae; V 
219846811 
ence 12588 
occales; D 
219846655 
sequence 
; Spirocha 
228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


228721107 


errimonada 


seudomonad 


ref |NR_028746.1 
3 901506 Thioal 
cirickettsiacea 
ref|NR_028722.1 

937095 938588 
nadales; Pseudo 


ref|NR_028706.1 
3 961843 Pseud 
aceae; Pseudomo 
ref|NR_028686.1 


teri 
ref 


aceae; Citr 
NR_028685.1 


teriaceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluy 
ref|NR_028014.1 


ibri 
ref|NR_028009.1 

1142608 114408 
bacterales; Rho 


Oo. 


ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027565.1 


is. 
ref|NR_027220.1 

1210750 121215 
anospirillales; 


ref |NR_025420.1 
aceae; Cellvibri 
ref |NR_024822.1 
1254345 125584 
revibacillus. 
ref |NR_024632.1 


ibrio. 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref |NR_026247.1 
1263357 126483 
etaceae; Trepone 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref 
mona 


NR_027602.1 
s balearica 
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d 
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v 
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7 Citrobacter sedlakii Bacteria; 
° 
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19 Cellvibrio fibrivorans Bacteria; 
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Hyphomicrobium facile 
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Hyphomicrobiaceae; 


v 
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es; Hyphomicrobiaceae; 
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Syntrophobacter 
7 Syntrophobacter 


fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 


Syntrophobacteraceae; 
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decolorationis st 
decolorationis Ba 
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5 
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5 
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Firmicutes; Bacil 
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Cc 
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garivorans strai 
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a 
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Gammaproteobacter 
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strain LMG 20546 
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strain LMG 20536 
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lexandrii strain 
lexandrii Bacter 


ivingstonensis s 
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Shewanella. 


rProOe ® wt 
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asaccharovorans B 
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strain DSM 2875 1 
Firmicutes; Clost 


510200 Bacteria_16S 


strain DSM 5090 1 
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DSM 15406 16S ribosomal RNA, partial s 
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margaritifer Bact 
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gi 


65 gi 


cteria; Proteobacteria; 
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ia; Vibrionales; Vibrionaceae; Vibrio. 


6S 1666825 1666789 29 65 gi 
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6S 1686475 1686419 9 65 gi 
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eria; Proteobacteria; 
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bosomal RNA, partial sequence 
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gi 


gi 
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gi 
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1753714 1753678 29 65 gi 
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ria; Proteobacteria; Gammaproteobacter 
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05 Sporomusa sphaeroides Bacteria; 


NR_025416.1 
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1 
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1 
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Treponema parvum 


91 Treponema parvum Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Vibrio fortis strain 
a; Proteobacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
Pseudomo 
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Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
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Vibrio pomeroyi strain 
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Glaciecola mesophila 
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NR_025509.1 


a. 

Pseudoalteromonas 
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a. 
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2219049 2219013 29 
Proteobacteria; 
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Gammaproteobacteria; Pseudomonadales; 


65 
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65 
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41 
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Maricaulis 
0 Maricaulis 


Hyphomonadaceae; 


Caulobacter fusiformis 


81 2022719 Caulobacter fusiformis 


Caulobacteraceae; Caulobacter. 
gi|219878145|ref|NR_025284.1| Thauera terpenica 
2067059 2068542 Thauera terpenica Bacteria; 


gi|219878128 
2091488 20930 
Shewanellac 
gi| 219857639 
2143068 21445 


gi| 219857638 


Pseudo: 


gi| 219857606 


P 


219857576 
sequence 
Pseudo: 


gi 


gi| 219857557 


gi|219857552 


P 


219857551 
sequence 


gi 


gi| 219857530 
2299447 23008 


219857514 
23223 
Pp 
gi|219857439 
2427049 24283 


gi 


219857438 
sequence 
Pept 
219857420 


gi 


gi 


Carnobacte 
219857404 

24679 
Pis 


gi 


Pseudomonadaceae; 


Thauera. 
ref|NR_025267.1 

Shewanella. 
NR_025228.1 


eae; 
ref 


ref|NR_025227.1 

2144573 214602 
monadales; 
ref|NR_025195.1 
Shewanella. 
ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 
ref|NR_025174.1 
nce 221879 
seudomonadales; 


eae; 


monadales; 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref |NR_025140.1 
90 2272278 Pseudo 


ref|NR_025139.1 

2272329 227377 
romonadales; Pse 
ref|NR_025118.1 
ae; Bosea. 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025027.1 


e; Oceanimonas. 
ref |NR_025026.1 
2428395 242981 
ococcaceae; Desu 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 


gi| 219857339 


ref |NR_024927.1 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomonas. 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Lactobacillus 
0 Lactobacillus 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 
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16S 2567556 2567520 29 65 
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Gammaproteobacteria; Pseudomonadales; P 
16S 2579682 2579646 29 65 gi 
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3 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
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tridia; Halanaerobiales; Halobacteroida 
16S 3123966 3123930 29 65 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 
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510200 Bacteria_16S 4056677 4056641 29 65 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

510200 Bacteria_16S 4103493 4103457 29 65 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

510200 Bacteria_16S 4186256 4186220 29 65 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

510200 Bacteria_16S 4213467 4213431 29 65 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

510200 Bacteria_16S 4215021 4214985 29 65 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

510200 Bacteria_16S 4222629 4222593 29 65 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

510200 Bacteria_16S 24570 24519 9 60 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

510200 Bacteria_16S 657940 657885 10 65 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

510200 Bacteria_16S 813836 813805 29 60 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
510200 Bacteria_16S 971368 971333 34 69 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
510200 Bacteria_16S 1026391 1026316 9 84 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 

510200 Bacteria_16S 1209498 1209439 9 68 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
510200 Bacteria_16S 1398344 1398277 9 76 gi|228715357|ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 

510200 Bacteria_16S 1567772 1567709 8 vei gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

510200 Bacteria_16S 1631718 1631659 1 60 gi|219878455|ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 

510200 Bacteria_16S 2108560 2108485 9 84 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

510200 Bacteria_16S 2526973 2526938 5 40 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

510200 Bacteria_16S 2779494 2779439 29 84 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

510200 Bacteria_16S 3172325 3172250 9 84 gi|219846806|ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

510200 Bacteria_16S 3609274 3609203 8 79 gi|219846499|ref|NR_026091.1| Planococcus kocurii 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 3610400 Planococcus kocurii Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

510200 Bacteria_16S 3852002 3851927 9 84 gi| 219846327 |ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

510200 Bacteria_16S 3868696 3868661 34 69 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
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Clostridium lentocellum strain RHM5 16S ribosomal RNA, partial sequence 
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6 
Dolosigranulum pigrum strain R91/1468 16S ribosomal RNA, partial sequence 
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5 
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510200 Bacteria_16S 3968605 3968534 9 80 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
510200 Bacteria_16S 328781 328703 8 86 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 
510200 Bacteria_16S 392360 392282 8 86 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
510200 Bacteria_16S 588179 588117 3 65 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
510200 Bacteria_16S 683572 683502 8 78 gi| 265678593 |ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
510200 Bacteria_16S 966804 966768 29 65 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
510200 Bacteria_16S 1018692 1018622 8 78 gi|265678365|ref|NR_028667.1| Staphylococcus 
succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
510200 Bacteria_16S 1266725 1266663 3 65 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 
510200 Bacteria_16S 1289214 1289161 49 103 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
510200 Bacteria_16S 1384889 1384853 29 65 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 
510200 Bacteria_16S 1569239 1569181 29 87 gi| 219878173 |ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 
510200 Bacteria_16S 1622653 1622591 3 65 gi|219878461|ref|NR_025600.1| Sutterella 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 1622384 1623838 Sutterella 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella. 
510200 Bacteria_16S 1683574 1683504 8 78 gi|219878419|ref|NR_025558.1]| Clostridium 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
510200 Bacteria_16S 1789868 1789792 8 84 gi|219878342|ref|NR_025481.1]| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
510200 Bacteria_16S 1792877 1792841 29 65 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
510200 Bacteria_16S 1856951 1856881 8 78 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 
510200 Bacteria_16S 1911609 1911531 8 86 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 
510200 Bacteria_16S 1972384 1972314 8 78 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
510200 Bacteria_16S 2190391 2190313 8 86 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 
510200 Bacteria_16S 2337447 2337413 8 42 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
510200 Bacteria_16S 2338997 2338963 8 42 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
510200 Bacteria_16S 2399668 2399638 29 59 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
510200 Bacteria_16S 2642910 2642832 8 86 gi|219857229|ref|NR_024857.1| Paenibacillus 


campinasensis strain 324 16S ribosomal RNA, partial sequence 


campinasensis Bac 


teria; Firmicutes; Bacillales; 


Paenibacillaceae; 


2642624 264413 
Paenibacillus. 


1 Paenibacillus 


lugdunensis strai 
lugdunensis Bacteria; 
510200 Bacteria_16S 

strain NR-27 16S 
Bacteroidetes; 


5 


5 


strain AS2 16S ri 


irmicutes; 


Firmicutes; 
5 


Firmicutes; 
5 
al 
al 


rabaticum Bacteria; 
10200 Bacteria_16S 
strain PB 1 16S r 
Proteobacteria; 
510200 Bacteria_16S 
strain 6VI 16S ri 


F 
5 
arabaticum strain 
a 
5 


510200 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; 
510200 Bacteria_16S 
oligophenolica 16 

P 

510200 Bacteria_16S 


10200 Bacteria_16S 


Clostridia; 


2739092 2739030 9 


2884799 2884741 29 


2910588 2910518 8 


3217889 3217815 29 


3709189 3709115 3 


3962604 3962542 3 


Bacillales; 


71 


Na82 16S ribosomal RNA, partial sequen 
Thermoanaerobacterale 


87 


S ribosomal RNA, partial sequence 


roteobacteria; Alphaproteobacteria; Sphingomonadales; 


78 


s 
10 


ribosomal RNA, partial sequence 
Sphingobacteria; 
10200 Bacteria_16S 
dejongeii strain 
Bacteria; Verruco 
510200 Bacteria_16S 
strain FR2 16S ri 
Proteobacteria; 
10200 Bacteria_16S 


Sphingobacteriales; Fla 


77 


FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 


65 


bosomal RNA, partial sequence 


gi 


gi 


gi 


n ATCC 43809 16S ribosomal RNA, partial 
Firmicutes; 


taphyloc 
3 gi 


gi 


gi 


219857161 
ce 27388 
S; 
219856866 


2884576 28858 
Sphingomonadaceae; 


219856849 


occus. 
219846775 


3217640 32191 
mmeovirgaceae; 


219846430 
e 37089 
robiales; 

219846250 


3962329 39637 


Thermodesul 


sequence 


ref|NR_024789.1| Thermodesulfobium 
10 2740172 Thermodesulfobium narugense 
fobiaceae; Thermodesulfobium. 
ref|NR_024685.1| Sphingomonas 
81 Sphingomonas oligophenolica Bacteria; 
Sphingomonas. 
ref|NR_024668.1| Staphylococcus 

2910285 2911776 Staphylococcus 


ref|NR_026367.1| Thermonema rossianum 
04 Thermonema rossianum Bacteria; 
Thermonema. 
ref|NR_026021.1] Prosthecobacter 

07 3710374 Prosthecobacter dejongeii 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_025840.1| Rhodoferax fermentans 
85 Rhodoferax fermentans Bacteria; 


Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 
51799 51742 8 65 gi|265679029|ref|NR_029337.1| Enterococcus asini 
bosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Lactobacillales; Enterococcaceae; Enterococcus. 
106275 106218 8 65 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
171836 171800 29 65 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 


Clostridia; 
10200 Bacteria_16S 
strain 113-1 16S 


cteria; 


cteria; 


182406 182349 8 
Clostridiales; 


185529 185488 1 


188646 188581 1 


Firmicutes; 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 


65 


bosomal RNA, partial sequence 
Clostridiaceae; 


42 


ribosomal RNA, partial sequence 
Erysipelotrichi; Erysipelotrichales; Erysip 
10200 Bacteria_16S 
minovalericum st 
minovalericum Ba 
510200 Bacteria_16S 
phoeniculicola st 
phoeniculicola Ba 


65 


rain DSM 1283 16S ribosomal RNA, parti 
Firmicutes; Clostridia; Clostr 
473889 473832 8 65 gi 


rain JLB-1 16S ribosomal RNA, partial 
Lactobacillales; 


171556 17300 


gi 


onaceae; 
265678941 


182124 18361 


gi 


gi 


E 


strain ED 11/3LLK 


Aquificae; Aquif 
5 
strain TOD45 16S 
irmicutes; Baci 


F 

5 

halophila strain 
Bacteria; 

5 


10200 Bacteria_16S 


icales; 
700294 700 


237 8 65 


510200 Bacteria_16S 484506 484473 8 41 gi 
bajacaliforniensis strain BA-2 16S ribosomal RNA, compl 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetal 
510200 Bacteria_16S 496895 496838 8 65 gi 
halichoeri strain M512/02/1 16S ribosomal RNA, partial 

halichoeri Bacteria; Firmicutes; Lactobacillales; Strep 
510200 Bacteria_16S 603227 603194 8 41 gi 


16S ribosomal RNA, partial sequence 


Desulfurobacteriaceae; Thermovi 


gi 


10200 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Chromati 


ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
733581 733504 9 86 gi 
4270 16S ribosomal RNA, partial sequen 


1 


Paenibacillus. 


10200 Bacteria_16S 


761564 761 


nematophilus strain NEMla 16S ribosomal RNA, partial se 


nematophilus Bac 


510200 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clos 
5 
strain E6844 16S 
irmicutes; 


strain JB-A2 16S 
Proteobacteria; 


10200 Bacteria_16S 


F Lactobacillales; 

510200 Bacteria_16S 

pseudoavium strain 47-16 16S ribosomal RNA, partial seq 
pseudoavium Bacteria; 

510200 Bacteria_16S 


teria; 
850172 850 


tridia; 
897169 897 
962188 962 


Firmicutes; 
1000586 100 


1008110 100 


Firmicutes; 


Clostridiales; 


ribosomal RNA, partial sequence 


Vibrio. 


3 Vibrio gazogenes Bacteria; 


ref|NR_029249.1| Clostridium irregulare 
2 Clostridium irregulare Bacteria; 


Clostridium. 

265678939|ref|NR_029247.1| Clostridium ramosum 
185230 186748 Clostridium ramosum Bacteria; 

elotrichaceae. 

265678937|ref|NR_029245.1| Clostridium 

al sequence 188349 189802 Clostridium 

idiales; Clostridiaceae; Clostridium. 

265678735|ref|NR_029040.1| Enterococcus 

sequence 473588 475066 Enterococcus 

nterococcaceae; Enterococcus. 

265678728 |ref|NR_029033.1| Spirochaeta 

ete sequence 484221 485741 Spirochaeta 

es; Spirochaetaceae; Spirochaeta. 

265678720|ref|NR_029025.1| Streptococcus 

sequence 496622 498127 Streptococcus 

tococcaceae; Streptococcus. 

265678649 |ref|NR_028954.1| Thermovibrio ruber 

602905 604369 Thermovibrio ruber Bacteria; 

brio. 

265678582 |ref|NR_028887.1| Paenibacillus odorifer 
699985 701422 Paenibacillus odorifer Bacteria; 

265678559 |ref|NR_028863.1| Thiohalocapsa 

ce 733319 734742 Thiohalocapsa halophila 

ales; Chromatiaceae; Thiohalocapsa. 

265678538|ref|NR_028842.1| Paenibacillus 

quence 761257 762788 Paenibacillus 

illaceae; Paenibacillus. 

265678479|ref|NR_028782.1| Heliorestis baculata 


849874 85135 


507 8 65 gi 
Bacillales; Paenibac 
139 8 41 gi 
Heliobacteriacea 

112 8 65 gi 


ribosomal RNA, partial sequence 
Enterococcaceae; 


131 8 65 
Lactobacillales; 


0529 29 86 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; 
510200 Bacteria_16S 


8053 8 65 


strain T7 16S ribosomal RNA, partial sequence 


Firmicutes; Baci 


llales; 


Bacillaceae; 


Bacillus. 


Enterococ 


gi 


Ente 
gi 


Pis 


8 Heliorestis baculata Bacteria; 


e; Heliorestis. 

265678446 |ref|NR_028748.1| Enterococcus avium 
896853 898376 Enterococcus avium Bacteria; 

cus. 

265678403 |ref|NR_028705.1| Enterococcus 

uence 961894 963406 Enterococcus 

rococcaceae; Enterococcus. 

265678377|ref|NR_028679.1| Thiomicrospira frisia 
1000320 1001783 Thiomicrospira frisia Bacteria; 

cirickettsiaceae; Thiomicrospira. 

265678372|ref|NR_028674.1| Bacillus edaphicus 


gi 


1007814 1009265 Bacillus edaphicus Bacteria; 


strain I-273 16S 
Firmicutes; Lacto 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


iheyensis HTE831 
Bacteria; Firmicu 
5 
dysgalactiae subs 


Streptococcaceae; 


necropolis strain 
necropolis Bacter 


strain VenChi2 16 
Fusobacteria; Fus 


xylanilyticus str 
xylanilyticus Bac 
5 
strain ATCC 29178 
irmicutes; Lacto 


F 
5 
alkaliphilus stra 
Bacteria; Firmicu 
5 
strain SR12 16S r 
Firmicutes; Clost 


strain ATCC 43186 
Firmicutes; Lacto 


strain ATCC 51266 
irmicutes; Lacto 


arasanguinis str 
arasanguinis ATC 


F 
5 
Pp 
Pp 
5 
sanguinis strain 

sanguinis Bacteri 
5 
strain VPI-C6-61 

irmicutes; Clost 


F 
5 
carboxydohydrogen 
carboxydohydrogen 
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IFO15715 16S ribo 
Bacillales; Bacil 


510200 Bacteria_16S 


phaeum strain PB 
Firmicutes; Clost 


510200 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


510200 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 
5 
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Firmicutes; Lacto 
5 
strain STR Tl 16S 
Firmicutes; Lacto 


510200 Bacteria_16S 


510200 Bacteria_16S 
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10200 Bacteria_16S 


510200 Bacteria_16S 
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510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


1117154 1117097 8 65 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1126180 1126104 9 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Syntroph 


gi 


oc 


1154894 1154837 8 65 gi 


tes; Bacillales; Bacillaceae; Oceanoba 
1322687 1322630 8 65 gi 
p. dysgalactiae strain ATCC 43078 16S 


Streptococcus. 

1803639 1803582 8 65 
LMG 19488 16S ribosomal RNA, 
ia; Firmicutes; Bacillales; Bacillacea 
1831191 1831158 8 41 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
2070443 2070366 8 85 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2258647 2258590 8 65 gi 

16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
2313389 2313332 8 65 gi 
in T8 16S ribosomal RNA, partial seque 
tes; Bacillales; Salinicoccus. 
2558412 2558375 5 42 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

2589093 2589036 8 65 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2592246 2592189 8 65 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2663823 2663766 8 65 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2665385 2665328 8 65 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2791561 2791504 8 65 gi 


gi 


complete s 


e; 
ct 
ue 
ci 
oc 
nc 
gi 


Eu 


cu 


cu 


ia 
il 


se 
oc 


ridia; Clostridiales; Lachnospiraceae; C 
2859892 2859856 29 65 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 


2878663 2878606 8 65 gi 


ar 
ob 


laceae; Bacillus. 


2883350 2883317 8 41 


gi 
ridia; Thermoanaerobacterales; Thermoa 
2921382 2921325 8 65 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2924394 2924337 8 65 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2961969 2961912 8 65 gi 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 


na 


ue 


al 


oc 


Streptococ 


cus. 


265678297 
1116890 11182 


253680772 


11259 


er. 


nce 


cus. 


e 


Ss. 


Ss. 


nce 
es; 


cus. 


cus. 


2963518 2963461 8 65 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 


gi 


oc 


5 


10200 Bacteria_16S 


2995508 2995440 8 76 gi 


cus. 


obacterale 


253680753 
16S ribosomal RNA, partial sequence 1154576 11561 
cillus. 

228715345 
ribosomal 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


219878333 
equence 
Virgiba 
219878315 
1830898 18324 


219878143 


llaceae; 
219857560 
22583 


219857520 
23131 


219857338 
2558106 25596 
bacteriu 
219857275 
25888 


219857273 
25919 


219857214 
1 sequen 
lales; 
219857213 
quence 

occaceae 
219857122 
16S ribosomal RNA, partial sequence 2791299 27926 
oprococc 
219856884 
tial seq 
acteria; 
219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


s 


219856869 
16S ribosomal RNA, partial sequence 2883064 28845 
erobacte 
219856842 


Euba 


219856840 
2924131 29254 


219856815 
2961676 29631 


219856814 
2963222 29647 


219846926 


ref|NR_028598.1| Streptococcus pyogenes 
82 Streptococcus pyogenes Bacteria; 
ref|NR_028020.1] Syntrophobacter 

86 1127376 Syntrophobacter wolinii 

s; Syntrophobacteraceae; 
ref|NR_028001.1| Oceanobacillus 

00 Oceanobacillus iheyensis HTE831 
ref|NR_027517.1] Streptococcus 

RNA, partial sequence 1322385 1323890 


ref|NR_025472.1| Virgibacillus 
1803341 1804862 Virgibacillus 

cillus. 

ref|NR_025454.1| Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Thermobacillus 
8 Thermobacillus 


ref |NR_025282.1 
2070125 207167 
Thermobacillus. 


ref|NR_025148.1| Streptococcus iniae 
45 2259880 Streptococcus iniae Bacteria; 
ref|NR_025108.1| Salinicoccus 


25 2314583 Salinicoccus alkaliphilus 
ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 

m. 
ref |NR_024906.1 
00 2590328 Entero 


Enterococcus mundtii 
coccus mundtii Bacteria; 
ref 


NR_024904.1| Enterococcus dispar 


38 2593451 Enterococcus dispar Bacteria; 
ref|NR_024842.1] Streptococcus 
ce 2663526 2665038 Streptococcus 
treptococcaceae; Streptococcus. 
ref|NR_024841.1] Streptococcus 

2665089 2666548 Streptococcus 
; Streptococcus. 
ref|NR_024750.1| Coprococcus catus 


13 Coprococcus catus Bacteria; 
us. 

ref 
uenc 
Rhi 
ref 
lus 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Bacillus flexus strain 
ria; Firmicutes; 


NR_024703.1 
e 285967 
zobiales; Br 
NR_024691.1 
flexus Bacte 


ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
raceae; Thermacetogenium. 
ref|NR_024661.1| Eubacterium 

2921059 2922566 Eubacterium 
cteriaceae; Eubacterium. 
ref|NR_024659.1| Streptococcus peroris 
69 Streptococcus peroris Bacteria; 


ref|NR_024634.1 
71 Streptococcus 


Streptococcus porcinus 
porcinus Bacteria; 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 


ref |NR_024633.1| Streptococcus canis 
20 Streptococcus canis Bacteria; 
ref|NR_026518.1| Hydrogenobacter 


2995219 2996732 Hydrogenobacter 


5 
raffinosus strain 
raffinosus Bacter 
5 
strain 10371 16S 

Bacteroidetes; Ba 
5 
DSM 11303 16S rib 


5 


10200 Bacteria_16S 


ia; 
10200 Bacteria_16S 
ribosomal RNA, partial sequence 
cteroidia; 
10200 Bacteria_16S 
osomal RNA, partial sequence 
Deinococcus-Thermus; 
510200 Bacteria_16S 
radiophilus strain DSM 20551 16S ribosomal RNA, partial 
radiophilus Bacteria; Deinococcus-Thermus; 
10200 Bacteria_16S 


3024320 3024263 8 65 gi 
1789-79 16S ribosomal RNA, partial se 
Firmicutes; Lactobacillales; Enter 

3144875 3144839 29 65 gi 


e 
fo} 


qu 
oc 


Prevotellaceae; 


41 gi 


Bacteroidales; 
3146383 3146350 8 


ae 


Deinoco 
gi 


Deinococci; Deinococcales; cca 
3166257 3166224 8 41 
s 


De 


e 
Deinococci; i 


3273812 3273775 5 42 gi 


219846907 


nce 
ccaceae 


219846825 
3144616 31460 


Prevot 


219846824 
3146120 31475 


ceae; D 


219846810 


quence 
nococca 


219846738 


strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 


Firmicutes; 


strain DSM 4132 1 
Firmicutes; Clost 


wieringae strain 
wieringae Bacteri 
5 
strain DSM 1030 1 
Firmicutes; Clost 


5 
islandicus strain 
Bacteria; Nitrosp 
5 
hydrogenotrophica 
hydrogenotrophica 


strain DSM 5351 1 
irmicutes; Bacil 


F 
5 
halophilum strain 
halophilum Bacter 
5 
restrictus strain 
restrictus Bacter 
5 
strain CKK 16S ri 
Tenericutes; Moll 
5 


Mollicutes; Mycop 


ATCC 35205 16S ri 
Firmicutes; Clost 


strain DD 16S rib 
Tenericutes; Moll 


Clostridia; 
510200 Bacteria_16S 


510200 Bacteria_16S 
DSM 1911 16S ribosomal RNA, partial se 
a; 
10200 Bacteria_16S 


10200 Bacteria_16S 


irae; Nitrospirales; Nitrospiraceae; T 
10200 Bacteria_16S 


510200 Bacteria_16S 
6S ribosomal RNA, 
lales; 
10200 Bacteria_16S 


ia; 
10200 Bacteria_16S 


ia; 
10200 Bacteria_16S 
bosomal RNA, 
icutes; Mycoplasmataceae; Mycoplasma. 
10200 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 
lasmataceae; Mycoplasma. 
510200 Bacteria_16S 
bosomal RNA, partial sequence 
ridia; 
510200 Bacteria_16S 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Clostridiales; Eub 


3279868 32798315 


Eubacteriaceae; 

42 gi 
Clostridiales; Ac 
3282912 3282875 5 


Eubacteriaceae; 
42 gi 


e 


que 


es 


v 


Clostridial 
42 gi 


Firmicutes; Clostridia; 
3284436 3284399 5 
Clostridiales; Eubacteriaceae; Ac 
3287456 3287379 9 86 gi 
Rlha3 16S ribosomal RNA, partial sequ 


e 


en 
he 


c 
r 
3298177 3298120 8 65 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3302766 3302709 8 65 gi 


al 


str 


Salinicoccus. 
3653137 3653104 8 41 gi 
SEBR 3139 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridia 
3665439 3665382 8 65 gi 
PER-K23 16S ribosomal RNA, partial se 
Firmicutes; Clostridia; Clostridia 
3715168 3715135 32 65 gi 
complete sequence 


se 
le 


q 
s 


e 
s 


qu 
le 


3756733 3756680 22 75 gi 


3829463 3829430 8 41 


gi 


Clostridiales; Heliobacteriacea 
3858022 3857989 32 65 gi 


e; 


acteriu 


219846734 
6S ribosomal RNA, partial sequence 3279583 32810 
ridia; 


tobacte 


219846732 


nce 
Eubact 


219846731 
6S ribosomal RNA, partial sequence 3284145 32856 
ridia; 


tobacte 


219846729 


e 32871 
modesul 


219846722 


sequenc 


idiales; 
219846719 
complete sequence 3302462 33040 


219846469 


uence 
Pepto 


’ 


219846461 


nce 
Pepto 


’ 


219846426 
3714904 37163 


219846394 
3756485 3757942 Mycop 


219846342 
3829173 38306 


Helioba 


219846323 
3857775 38592 


ref|NR_026499.1 
3024035 302545 
; Enterococcus. 
ref|NR_026417.1| Prevotella pallens 
69 Prevotella pallens Bacteria; 
ella. 


Enterococcus 
9 Enterococcus 


ref|NR_026416.1| Deinococcus murrayi 
91 Deinococcus murrayi Bacteria; 
einococcus. 
ref|NR_026402.1| Deinococcus 

3165996 3167465 Deinococcus 
les; Deinococcaceae; Deinococcus. 
ref|NR_026330.1| Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


m. 
ref|NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
rium. 
ref|NR_026324.1| Acetobacterium 

3282621 3284094 Acetobacterium 
eriaceae; Acetobacterium. 
ref |NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
rium. 
ref|NR_026321.1| Thermodesulfovibrio 
91 3288591 Thermodesulfovibrio islandicus 
fovibrio. 
ref|NR_026314.1| Blautia 
e 3297885 3299342 Blautia 
; Blautia. 
ref|NR_026311.1| Salinicoccus roseus 


04 Salinicoccus roseus Bacteria; 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehalobacter. 
ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Dehalobacter 
8 Dehalobacter 


ref|NR_025985.1 
lasma alvi Bacte 


Mycoplasma alvi strain 
ria; Tenericutes; 


ref|NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 
cterium. 

ref|NR_025913.1| Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Salinicoccus 
3 Salinicoccus 


ref|NR_025645.1 
4223876 422538 


ref|NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 
Bartonella. 
ref|NR_029367.1| Bartonella taylorii 
Bartonella taylorii Bacteria; 
Bartonella. 
ref|NR_029366.1| Bartonella grahamii 
Bartonella grahamii Bacteria; 
Bartonella. 
ref|NR_029365.1 
TO291 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


ref |NR_029338.1 
51436 Desulf 


Desulfovibrio 
ovibrio alaskensis 
; Desulfovibrionaceae; Desulfovibrio. 


510200 Bacteria_16S 4224162 4224105 8 65 gi|219846055 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

510200 Bacteria_16S 4823 4787 29 65 gi| 265679060 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
510200 Bacteria_16S 6285 6249 29 65 gi| 265679059 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
510200 Bacteria_16S 7742 7706 29 65 gi| 265679058 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
510200 Bacteria_16S 9175 9139 29 65 gi| 265679057 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 

510200 Bacteria_16S 50166 50130 29 65 gi| 265679030 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
510200 Bacteria_16S 90802 90726 8 84 gi| 265679002 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 


Firmicutes; 


Clostridia; 


Halanaerobiales; 


ref|NR_029310.1| Natroniella acetigena 
Natroniella acetigena Bacteria; 


Halobacteroidaceae; Natroniella. 


5 
espejiana strain 
Bacteria; Proteo 
Pseudoalteromona 
5 
strain V 5-2 16S 
Firmicutes; Clos 


1721-77 16S ribo 
Gammaproteobacte 


strain 1H 9 16S 
Proteobacteria; 

5 
strain SH 106 16 


10200 Bacteria_ 


10200 Bacteria_ 


510200 Bacteria_ 


510200 Bacteria_ 


10200 Bacteria_ 


16S 127644 127608 29 65 gi 
261 16S ribosomal RNA, partial sequenc 
bacteria; Gammaproteobacteria; Alteromo 
s. 

16S 153476 153420 9 65 

ribosomal RNA, partial sequence 


gi 


tridia; Clostridiales; Clostridiaceae; 
16S 167326 167290 29 65 gi 
somal RNA, partial sequence 


ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 214814 214778 29 65 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 216338 216278 10 70 gi 
S ribosomal RNA, partial sequence 


153188 15467 


167046 168502 Vibri 


214535 21600 


216053 21755 


265678977 
e 12740 
nadales; P 
265678960 
Oxobacter. 
265678951 
265678919 


Halomonad 
265678918 


ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


ref|NR_029268.1| Oxobacter pfennigii 
7 Oxobacter pfennigii Bacteria; 


Vibrio mimicus strain 
ia; Proteobacteria; 


ref 
o mi 


NR_029259.1 
micus Bacter 


ref|NR_029227.1| Halomonas elongata 

2 Halomonas elongata Bacteria; 

aceae; Halomonas. 

ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 


Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

510200 Bacteria_16S 222438 222402 29 65 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

510200 Bacteria_16S 254494 254458 29 65 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

510200 Bacteria_16S 324157 324121 29 65 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

510200 Bacteria_16S 345772 345732 1 41 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

510200 Bacteria_16S 347241 347201 1 41 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

510200 Bacteria_16S 366404 366368 29 65 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

510200 Bacteria_16S 418531 418495 29 65 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

510200 Bacteria_16S 457166 457130 29 65 gi|265678746|ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

510200 Bacteria_16S 481439 481403 29 65 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

510200 Bacteria_16S 486072 486036 29 65 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 


69 16S ribosomal 
Gammaproteobacte 


strain R65 16S r 
Proteobacteria; 


strain P 513/19 
Proteobacteria; 


strain P 527/13 
roteobacteria; 


P 
5 
oleivorans strai 
Bacteria; Proteo 
5 
strain 289 16S r 
Proteobacteria; 


510200 Bacteria_ 


strain 520-20 16 
Proteobacteria; 
5 
strain SCII24 16 
Proteobacteria; 


510200 Bacteria_ 


cetonica strain 


510200 Bacteria_ 


510200 Bacteria_ 


510200 Bacteria_ 


10200 Bacteria_ 


10200 Bacteria_ 


10200 Bacteria_ 


RNA, partial sequence 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 492284 492248 29 65 gi 
ibosomal RNA, partial sequence 
G 


16S 554908 554872 29 65 gi 
16S ribosomal RNA, partial sequence 554659 55615 
Gammaproteobacteria; Pseudomonadales; P 


16S 
i 
Gammaproteobacteria; Pseudomonadales; P 
16S 577640 577604 29 65 gi 
n MIL-1 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Oceanosp 
16S 615484 615448 29 65 gi 
ibosomal RNA, complete sequence 
Gammaproteobacteria; Vibrionales; Vibri 
16S 639795 639759 29 65 gi 
S ribosomal RNA, complete sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 677749 677713 29 65 gi 
S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bruce 
16S 686644 686588 9 65 gi 
480 16S ribosomal RNA, partial sequence 


556450 556414 29 65 gi 


485792 487320 Vibri 
492024 49353 


ammaproteobacteria; Alteromonadales; Alteromonad 


6S ribosomal RNA, partial sequence 556201 55769 


615203 61674 


639529 64105 


677507 67890 


265678723 


265678682 


seudomonad 
265678681 


seudomonad 
265678667 
ence 57740 
irillales; 
265678641 


onaceae; V 
265678624 


seudomonad 
265678597 


llaceae; O 


© ponticus Bacteria; Proteobacteria; 


ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
aceae; Marinobacter. 

ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 

ref|NR_028986.1| Pseudomonas poae 

2 Pseudomonas poae Bacteria; 

aceae; Pseudomonas. 

ref|NR_028972.1| Thalassolituus 

5 578770 Thalassolituus oleivorans 
Thalassolituus 
ref|NR_028946.1| Vibrio agarivorans 
4 Vibrio agarivorans Bacteria; 


265678591 
68634 


ibrio. 

ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 

ref|NR_028902.1| Ochrobactrum tritici 

4 Ochrobactrum tritici Bacteria; 
chrobactrum. 

ref|NR_028896.1| Desulfosarcina 


3 687857 Desulfosarcina cetonica 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 


510200 Bacteria_16S 697341 697305 29 65 gi|265678584|ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

510200 Bacteria_16S 708959 708923 29 65 gi| 265678576 |ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

510200 Bacteria_16S 710517 710481 29 65 gi| 265678575 |ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

510200 Bacteria_16S 719857 719821 29 65 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 

510200 Bacteria_16S 735113 735057 9 65 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

510200 Bacteria_16S 792369 792293 8 84 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

510200 Bacteria_16S 841214 841178 29 65 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

510200 Bacteria_16S 842714 842678 29 65 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

510200 Bacteria_16S 862458 862406 8 60 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

510200 Bacteria_16S 969809 969733 9 85 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

510200 Bacteria_16S 1005108 1005072 29 65 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

510200 Bacteria_16S 1056848 1056812 29 65 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

510200 Bacteria_16S 1065967 1065931 29 65 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 


strain KMM 1406 1 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
510200 Bacteria_16S 1068951 1068915 29 65 gi| 265678331 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 
510200 Bacteria_16S 1070462 1070386 9 85 gi| 265678330 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
510200 Bacteria_16S 1088377 1088341 29 65 gi| 265678317 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 10881 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
510200 Bacteria_16S 1103455 1103403 8 60 gi| 265678306 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 11046 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 
510200 Bacteria_16S 1111048 1111012 29 65 gi| 265678301 


strain DB21MT-5 1 
Proteobacteria; G 


strain R 16S ribo 


Proteobacteria; Alphapro 


fever group. 


stercorihominis D 
stercorihominis D 


510200 Bacteria_16S 
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6S ribosomal RNA, partial sequence 1065751 10671 
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oritellace 
253680770 


kettsiacea 


228717350 
quence 

dia; Clost 
228715574 
ce 11955 
erribacter 
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ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref |NR_028632.1 


llaceae; Tistrel 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028608.1 
21 Mogibacterium 
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ref |NR_028602.1 
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ridiales; Eubact 
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R 
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nasdae Bacteria; 
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Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Pseudomonas 
monas psychrophila 
Pseudomonas. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Rickettsia rickettsii 

Bacteria; 

Rickettsia; spotted 
Anaerofustis 

4 Anaerofustis 

eriaceae; Anaerofustis. 

Denitrovibrio 

ovibrio acetiphilus DSM 

brio. 

Catenibacterium 


ref|NR_027526.1 


1206179 1207663 Catenibacterium mitsuokai DSM 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 


strain Althfl 16S 


strain Eplumel 16 
Proteobacteria; G 


Proteobacteria; G 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


1212450 1212414 29 65 gi| 224581437 |ref|NR_027219.1 

ribosomal RNA, partial sequence 1212209 12136 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
1213943 1213907 29 65 gi|224581436|ref|NR_027218.1 

S ribosomal RNA, partial sequence 1213697 12151 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
1215423 1215387 29 65 gi|224581404|ref|NR_027185.1 

strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 12166 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
1230597 1230529 8 76 gi| 219878275 |ref|NR_025414.1 


5 


Bacteria; Aquific 
5 
schoenbuchensis s 
schoenbuchensis B 


510200 Bacteria_16S 
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Proteobacteria; G 
acteriovorus str 
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uvwWoeuwoesd 
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chlorophenolicum 
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doudoroffii Bacte 
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irmicutes; Clost 


F 
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s 
F 
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Bacteria; Proteob 
5 
strain SP1402 16S 
roteobacteria; G 


P 
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P 
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5 


10200 Bacteria_16S 
strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 12317 


10200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


seudoalteromonas. 
10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


ae; Aquificales; Aquificaceae; Thermoc 
1232073 1232037 29 65 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
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1402796 1402760 29 65 gi 
16S ribosomal RNA, partial sequence 
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eobacteria; 
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14026 
P 


1407255 1407219 29 65 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 
1414801 1414765 29 65 gi 
ammaproteobacteria; Pseudomonadales; P 
1447239 1447187 8 60 gi 
P9a-h 16S ribosomal RNA, partial seque 
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510200 Bacteria_16S 1776295 1776259 29 65 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

510200 Bacteria_16S 1783840 1783804 29 65 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

510200 Bacteria_16S 1904285 1904209 9 85 gi|219878260|ref|NR_025399.1| Thioalkalicoccus 
limnaeus strain A26 16S ribosomal RNA, partial sequence 1904081 1905405 Thioalkalicoccus limnaeus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioalkalicoccus. 

510200 Bacteria_16S 1928533 1928497 29 65 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

510200 Bacteria_16S 1930070 1930034 29 65 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

510200 Bacteria_16S 1963498 1963462 29 65 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 


denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

510200 Bacteria_16S 1969457 1969385 9 81 gi|219878215|ref|NR_025354.1| Azospirillum 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 

510200 Bacteria_16S 2014128 2014092 29 65 gi| 219878186 |ref|NR_025325.1| Hyphomonas polymorpha 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

510200 Bacteria_16S 2015598 2015562 29 65 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

510200 Bacteria_16S 2026036 2026000 29 65 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

510200 Bacteria_16S 2074986 2074950 29 65 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

510200 Bacteria_16S 2084239 2084203 29 65 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

510200 Bacteria_16S 2085764 2085728 29 65 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

510200 Bacteria_16S 2122205 2122169 29 65 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

510200 Bacteria_16S 2137321 2137285 29 65 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

510200 Bacteria_16S 2181206 2181122 8 92 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
510200 Bacteria_16S 2187305 2187249 9 65 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

510200 Bacteria_16S 2220582 2220546 29 65 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

510200 Bacteria_16S 2221991 2221955 29 65 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

510200 Bacteria_16S 2289298 2289234 1 65 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

510200 Bacteria_16S 2290711 2290675 29 65 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
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510200 Bacteria_16S 2445398 2445362 29 65 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

510200 Bacteria_16S 2446905 2446869 29 65 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

510200 Bacteria_16S 2456037 2456001 29 65 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 2455783 2457213 Aeromonas 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonadaceae; Aeromonas. 

510200 Bacteria_16S 2471201 2471126 9 84 gi|219857402|ref|NR_024990.1| Thioalkalivibrio 
versutus strain AL2 16S ribosomal RNA, partial sequence 2470921 2472353 Thioalkalivibrio versutus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
510200 Bacteria_16S 2520931 2520895 29 65 gi|219857363|ref|NR_024951.1| Pseudomonas 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 2520665 2522094 Pseudomonas 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

510200 Bacteria_16S 2522411 2522375 29 65 gi|219857362|ref|NR_024950.1| Pseudomonas 
brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 2522145 2523617 Pseudomonas 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

510200 Bacteria_16S 2528482 2528446 29 65 gi|219857358|ref|NR_024946.1| Pseudomonas fragi 
strain ATCC 4973 16S ribosomal RNA, partial sequence 2528225 2529682 Pseudomonas fragi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

510200 Bacteria_16S 2537426 2537390 29 65 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

510200 Bacteria_16S 2538830 2538794 29 65 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 2539930 Hyphomonas hirschiana Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

510200 Bacteria_16S 2555236 2555200 29 65 gi|219857340|ref|NR_024928.1| Pseudomonas gessardii 
strain CIP 105469 16S ribosomal RNA, partial sequence 2554974 2556489 Pseudomonas gessardii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

510200 Bacteria_16S 2581248 2581212 29 65 gi|219857280|ref|NR_024911.1| Pseudomonas rhodesiae 
strain CIP 104664 16S ribosomal RNA, complete sequence 2580986 2582507 Pseudomonas rhodesiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

510200 Bacteria_16S 2582818 2582782 29 65 gi|219857279|ref|NR_024910.1| Pseudomonas monteilii 
strain CIP 104883 16S ribosomal RNA, partial sequence 2582558 2584074 Pseudomonas monteilii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

510200 Bacteria_16S 2596791 2596755 29 65 gi|219857270|ref|NR_024901.1| Pseudomonas libanensis 
strain CIP 105460 16S ribosomal RNA, complete sequence 2596529 2598044 Pseudomonas libanensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

510200 Bacteria_16S 2602889 2602853 29 65 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

510200 Bacteria_16S 2613770 2613694 9 85 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 
strain CVL 16S ribosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

510200 Bacteria_16S 2641330 2641274 9 65 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

510200 Bacteria_16S 2653495 2653459 29 65 gi|219857222|ref|NR_024850.1| Azoarcus communis 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

510200 Bacteria_16S 2662383 2662347 29 65 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

510200 Bacteria_16S 2672900 2672856 34 78 gi| 219857207 |ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
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Ferribacterium 
acterium limneticum 
ibacterium. 
Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 
Xanthobacter 
bacter autotrophicus 
nthobacter. 


Ww 
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DSM 6640 16S ribosomal RNA, partial se 
Clostridia; 
10200 Bacteria_16S 


3308833 3308797 29 


3313295 3313259 29 
in G3 100 16S ribosomal 
eria; Proteobacteria; 


3316379 3316303 8 

ribosomal RNA, partial 
rochaetales; 
3372744 3372668 8 


Firmicutes; 
3388004 3387924 9 


a; 


3409197 3409154 22 


idetes; Bacteroidia; 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
510200 Bacteria_16S 


Deltaproteobacte 


Spirochaetaceae; 


16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chro 
10200 Bacteria_16S 
strain ATCC 51270 16S ribosomal RNA, partial sequence 
Bacteroidales; 


65 gi| 219846715 
3308619 33100 
obacterace 
219846711 
equence 


ria; Desul 


65 gi 
RNA, partial s 


84 
sequence 
Spirocha 

gi 


gi|219846709 
3316113 33175 
eta. 
219846668 
quence 
ales; Halo 
219846653 


84 


Halanaerobi 
89 gi 


matiaceae; 


ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacte 
NR_026303.1 
3313036 331453 
fovibrionales; D 


ref|NR_026301.1 


ref |NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref|NR_026245.1 


Rhabdochromatiu 


65 gi| 219846638 


ref|NR_026230.1 


Porphyro 


Xanthobacter flavus 


flavus Bacteria; 
ire 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Porphyromonas catoniae 


3408932 3410401 Porphyromonas catoniae 
Porphyromonadaceae; 


monas. 


219846499 
36089 
219846498 
36104 
219846497 
36119 
219846496 
36134 
219846495 
36150 
219846494 
36165 
gi| 219846493 
sequence 

gi| 219846492 
RNA, partial 
gi|219846491 


ref 


71 3610400 


ref 


51 3611882 


ref 


33 3613434 


ref 


85 3615009 


ref 


60 3616515 


ref 


66 3618027 


ref 


3618078 361940 


ref 


sequence 361945 


ref 


partial sequence 


gi|219846490 


ref 


partial sequence 


219846489 
36237 
gi|219846488 
sequence 
gi|219846487 
sequence 
gi|219846486 
sequence 
gij/219846485 
36299 
219846484 
36329 
219846483 


gi 


gi 


gi 


ref 


34 3625217 


ref 


ref 


3626780 362832 


ref 


61 3631435 


ref 
60 
ref 


partial sequence 


gi|219846482 
sequence 
gi|219846481 
36360 
gi|219846480 
sequence 
gi|219846479 
sequence 
gi|219846478 
36406 
gi|219846477 
sequence 

i|219846476 
36437 
219846474 
36452 
219846473 
36467 
219846472 
36482 
219846471 
36497 
219846470 
36512 
gi|219846469 
sequence 

i |219846468 
36544 
219846467 
36573 
219846466 
36574 
219846465 
36589 
219846464 
36605 
gi|219846463 
sequence 


ref 


02 3637503 


ref 


3637554 363905 


3639104 364060 


ref 


56 3642130 


ref 


3642181 364366 


ref 


13 3645193 


ref 


44 3646664 


ref 


15 3648155 


ref 


06 3649696 


ref 


47 3651235 


ref 


86 3652776 


ref 


3652827 365435 


ref 


03 3655826 


ref 
53 
ref 


04 3658910 


ref 


61 3660465 


ref 


16 3661990 


ref 


3662041 3663526 


3625268 362672 


3628374 362991 


3634529 363595 


NR_026091.1 
NR_026090.1 
NR_026089.1 
NR_026088.1 
NR_026087.1 
NR_026086.1 


NR_026085.1 


NR_026084.1 
NR_026083.1 

362084 
NR_026082.1 

362222 
NR_026081.1 
NR_026080.1 
NR_026079.1 
NR_026078.1 
NR_026077.1 
NR_026076.1 
NR_026075.1 

363301 
NR_026074.1 
NR_026073.1 
NR_026072.1 
NR_026071.1 
NR_026070.1 
NR_026069.1 
NR_026068.1 
NR_026066.1 


NR_026065.1 


NR_026064.1 
NR_026063.1 
NR_026062.1 
NR_026061.1 
NR_026060.1 
NR_026059.1 
NR_026058.1 
NR_026057.1 


NR_026056.1 


NR_026055.1 


Planococcus kocurii 


Planococcus citreus 


Aeromonas bestiarum 


Alloiococcus otitis 


Mycobacterium 
Mycobacterium 
Fusobacterium 


Fusobacterium 


9 3620789 


Fusobacterium 


0 3622170 


Mycobacterium 


1 3623683 


Mycobacterium 


Mycobacterium 


strain NCIMB 629 16S ribosomal RNA, partial sequence 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 
strain : CIP 7430 16S ribosomal RNA, partial sequence 
strain NCFB 2890 16S ribosomal RNA, partial sequence 
gadium strain 1066 16S ribosomal RNA, partial sequence 
komossense strain Ko2 16S ribosomal RNA, partial sequence 
periodonticum strain EK1-15 16S ribosomal RNA, partial 
nucleatum subsp. animalis strain NCTC 12276 16S ribosomal 
nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, 
avium subsp. paratuberculosis strain 5617 16S ribosomal RNA, 


simiae strain 3015 16S ribosomal RNA, partial sequence 


szulgai strain ATCC 35799 16S ribosomal RNA, complete 


Neisseria gonorrhoeae strain NCTC 83785 16S ribosomal RNA, complete 


Pseudomonas aeruginosa strain DSM 50071 16S ribosomal RNA, complete 


Geobacter pelophilus strain Dfr2 16S ribosomal RNA, partial sequence 


Geobacter bremensis strain Dfrl 16S ribosomal RNA, partial sequence 3631486 


Anaerobiospirillum succiniciproducens strain S411 16S ribosomal RNA, 


1 3634478 


Helicobacter rodentium strain MIT 95-1707 16S ribosomal RNA, partial 


Mycobacterium 


duvalii strain ATCC 43910 16S ribosomal RNA, partial sequence 


Streptomyces thermocarboxydus strain AT37 16S ribosomal RNA, partial 


Streptomyces thermocarboxydovorans strain AT52 16S ribosomal RNA, partial 


Kitasatospora 
Kitasatospora 


Kitasatospora 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 
mediocidica strain IFO 14789 16S ribosomal RNA, partial 


azatica strain OS-3256 16S ribosomal RNA, partial sequence 


Rhizobium mongolense strain USDA 1844 16S ribosomal RNA, partial sequence 


Helicobacter salomonis strain Inkinen 16S ribosomal RNA, partial sequence 


Methylocaldum 
Methylocaldum 


Methylocaldum 


szegediense strain OR2 16S ribosomal RNA, partial sequence 
gracile strain VKM-14L 16S ribosomal RNA, partial sequence 


tepidum strain LK6 16S ribosomal RNA, complete sequence 


Desulfotomaculum halophilum strain SEBR 3139 16S ribosomal RNA, partial 


Amaricoccus tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 


Rhizobium giardinii strain H152 16S ribosomal RNA, partial sequence 3655877 


Shewanella gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 


Shewanella frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 


Glaciecola pallidula strain IC079 16S ribosomal RNA, partial sequence 


Colwellia psychrotropica strain ACAM 179 16S ribosomal RNA, partial 


uo 


atlantica strain 


5 
strain VPB 4875 1 
Bacteroidetes; 


strain Milford 74 
Proteobacteria; 


strain ATCC 15338 
Proteobacteria; 
Proteobacteria; 


igripulchritudo 


5 
n 
nigripulchritudo 
5 


strain ATCC 14048 
Proteobacteria; 


Firmicutes; 
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strain : CIP 7430 
Proteobacteria; 


510200 Bacteria_16S 
strain Dfr2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 
510200 Bacteria_16S 3679131 3679075 29 85 gi|219846451|ref|NR_026042.1 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 368032 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricke 
Rickettsia; spotted fever group. 

510200 Bacteria_16S 3780851 3780795 29 85 gi|219846376|ref|NR_025967.1 
strain RB 16S ribosomal RNA, partial sequence 3780594 37820 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

510200 Bacteria_16S 3797388 3797352 29 65 gi|219846364|ref|NR_025955.1 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 37986 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cyclocla 
510200 Bacteria_16S 3836827 3836791 29 65 gi| 219846337 |ref|NR_025927.1 


strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Rickettsia; 
5 
strain ATCC VR-61 
Bacteria; 


5 
fever group. 


5 
strain F9251 16S 


5 


10200 Bacteria_16S 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 
Pseudoalteromonas ca 
Pseudoalteromonadaceae; 
510200 Bacteria_16S 

aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria; 
Pseudoalteromonas. 
510200 Bacteria_16S 


Bacteroidia; 
510200 Bacteria_16S 


10200 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; Ricketts 
spotted fever group. 
10200 Bacteria_16S 
strain Mtul 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


10200 Bacteria_16S 


10200 Bacteria_16S 
oryzihabitans strain L-1 16S ribosomal RNA, 


3424109 3424073 29 65 


gi 


Pseudoalteromonas. 


3425586 3425550 29 65 


gi 
Proteobacteria; Gammaproteobacteria; 


3427068 3427032 29 65 gi 
IAM 12927 16S ribosomal RNA, partial s 


3546765 3546729 29 65 


gi 
Bacteroidales; 
3557588 3557552 29 65 gi 
16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibrion 
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3559068 3559032 29 65 gi 
16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibrion 
510200 Bacteria_16S 
strain 717 16S ribosomal RNA, partial sequence 


3560583 3560547 29 65 


gi 


3562104 3562068 29 65 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; 
3565069 3565033 29 65 gi 
16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibrion 
510200 Bacteria_16S 
strain 743A 16S ribosomal RNA, partial sequence 
Clostridia; 


3595511 3595475 29 65 


gi 
Clostridiales; Clostridiaceae; 

3612208 3612172 29 65 gi 

16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
219846485 
3629961 36314 


3630255 3630179 9 85 


gi 


3845995 3845939 29 85 gi 


complete s 


3847485 3847429 29 85 gi 
1 16S ribosomal RNA, partial sequence 


3848975 3848919 29 85 


gi 


3893452 3893416 29 65 
ribosomal RNA, partial sequence 


gi 


3905659 3905623 29 65 


gi 


219846628 


219846627 
equence 
Alteromonadales; 


219846626 
equence 

atlantica Bacteria; Proteobacteria; Gammaproteobacteria; 
Pseudoalteromonas. 
10200 Bacteria_16S 219846545 
6S ribosomal RNA, partial sequence 3546505 35479 
Porphyromonada 


219846537 


219846536 


219846535 
3560299 35617 
Gammaproteobacteria; Vibrionales; Vibrion 
10200 Bacteria_16S 219846534 
se 
Gammaproteobac 


219846532 


219846511 
3595254 35967 
cl 
219846497 


3836584 38380 
Gammaproteobacteria; Oceanospirillales; 
510200 Bacteria_16S 
rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteri 
spotted fever group. 
10200 Bacteria_16S 


219846331 
eq 


219846330 
ia 


219846329 
3848728 38501 
ke 


219846299 
3893217 38946 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


ref|NR_026220.1 


342386 


ref|NR_026219.1 
3425334 342676 
Pseudoal 


ref|NR_026218.1 
3426820 342824 
Alteromonadales; Pseudoa 


ref |NR_026137.1 

87 Porphyromonas 

Porphyromonas. 

ref |NR_026129.1 
3557298 3558733 Vibrio 

aceae; Vibrio. 

ref |NR_026128.1 
3558784 3560248 Vibrio 

aceae; Vibrio. 

ref |NR_026127.1 


ceae; 


Vibrio. 
ref |NR_026126.1 
quence 3561815 356324 
teria; Vibrionales; Vibr 
ref|NR_026124.1 
3564785 3566250 Vibrio 
aceae; Vibrio. 
ref|NR_026103.1 


aceae; 


ostridium. 
ref|NR_026089.1 
33 3613434 Aeromo 
Aeromonas. 
NR_026077.1 


36119 


ref 


alomonadaceae; Halomonas 
ref|NR_025921.1 
uence 3845748 384718 
a; Rickettsiales; Ricket 


ref |NR_025920.1 
3847238 3848677 Ricket 
les; Rickettsiaceae; Ric 
ref|NR_025919.1 
ttsiaceae; Rickettsieae; 
ref|NR_025889.1 


llaceae; Bartonella. 


219846291 
complete sequence 


ref|NR_025881.1 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 


1lteromonadaceae; 


Porphyromonas cansulci 
cansulci Bacteria; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio natriegens 
natriegens Bacteria; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 
Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Pseudomonas 


3905392 390691 


8 Pseudomonas 


oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


strain DSK1 16S r 
Proteobacteria; G 


strain NCIMB 8628 
Bacteroidetes; Sp 
5 
flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 
5 
R-7190 16S riboso: 
Bacillales; Bacil 
5 
strain R-6540 16S 
Firmicutes; Bacil 
5 
strain A828 16S r 
Proteobacteria; A 
5 
halophilus strain 
halophilus Bacter 
Aestuariibacter. 

5 
strain KMM 3823 1 
roteobacteria; G 


alicampi strain 
acteria; Firmicu 


quaticum strain 
acteria; Proteob 


rennaborense str 
rennaborense Bac 


P 
5 
s 
B 
5 
a 
B 
5 
b 
b 
5 
effusa strain AP1 
Bacteria; Proteob 
5 
acidaminovorans s 
acidaminovorans B 


strain G-16.1 16S 
Proteobacteria; G 


strain MV1075 16S 
Thermotogae; Ther 
5 
algidixylanolytic 
algidixylanolytic 
5 
strain SS-2 16S r 
Bacteroidetes; Sp 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


peptidovorans DSM 
peptidovorans DSM 


Dethiosulfovibrio. 
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turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 

5 
strain KA3 16S ri 
Thermotogae; Ther 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 
SW-151 16S ribosomal RNA, partial seq 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


3952120 3952084 29 65 
ibosomal RNA, partial sequence 


gi 


3978612 3978576 29 65 gi 
16S ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
4000775 4000739 29 65 gi 


ia; Proteobacteria; Alphaproteobacteri 


4040264 4040188 8 
mal RNA, partial sequence 
laceae; Bacillus. 

4041722 4041646 8 84 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4108077 4108041 29 65 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
4127855 4127819 29 65 gi 
JC2043 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


84 gi 
gi 


gi 


4178637 4178601 29 65 gi 
ammaproteobacteria; Alteromonadales; S 
4208890 4208838 8 60 gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
4240702 4240666 29 65 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
35087 35020 8 75 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; S 
386168 386137 34 65 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
482983 482916 9 76 gi 
train sr15 16S ribosomal RNA, partial 

acteria; Synergistetes; Synergistia; S 
490772 490741 34 65 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
670004 669973 10 41 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
931201 931142 1 60 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
975940 975897 22 65 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
994475 994418 8 65 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

1171639 1171572 9 76 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 


1377411 1377356 29 84 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1395388 1395357 10 41 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


gi 
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strain SW32 16S r 


1483407 1483376 34 65 gi 
ibosomal RNA, partial sequence 


3951843 39533 
ammaproteobacteria; Alteromonadales; M 


4039998 4041459 Ba 


4041510 40 


4107869 41 


6S ribosomal RNA, partial sequence 4178357 41798 


490502 49197 


669757 67122 


975693 97713 


1395106 13965 


219846257 


oritellace 
219846239 
39784 
xibacterac 
219846224 
uence 

a; Sphingo: 


219846196 
cil 


219846195 
429 


219846146 
092 
nellaceae; 
219846131 
uence 

a; Alterom 


219846094 


hewanellac 
219846069 
nce 42085 
illus. 
219846041 
ce 42404 
les; Methy 
265679040 
equence 
pirochaeta 
265678797 
38592 
nadales; S 
265678729 
sequence 
ynergistal 
265678724 


Halomonad 
265678602 


265678424 
tial seque 
lostridial 
265678393 


rospiracea 
265678381 
al sequenc 
tridiales; 


228719312 
ence 11713 
istia; Syn 


, 


228717562 
ce 13771 
nadales; A 


228715882 


219857506 


ref|NR_025847.1 
ae; Moritella. 
ref |NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref|NR_025814.1 

4000552 400199 
monadales; Sphin 


ref 
lus 


NR_025786.1 
fordii Bacte 


ref|NR_025785.1 


ref|NR_025736.1 
tonella. 
ref|NR_025721.1 

4127615 412904 
onadales; Altero 


Bar 


ref |NR_025684.1 


eae; Shewanella. 
ref|NR_025659.1 
91 4210111 Lentib 


ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref |NR_029348.1 

34837 36333 
ceae; Treponema 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_029034.1 
482698 484170 
es; Synergistace 
ref |NR_029029.1 


acea 
ref 


e; 
NR_028907.1 


ref 
nce 
es; 
ref 


NR_028726.1 
930884 

Clostridiace 

NR_028695.1 


e; Lewinella. 
ref|NR_028683.1 
e 994185 995652 
Clostridiales F 


ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 


ref|NR_027541.1 


ref 


Moritella japonica 


48 Moritella japonica Bacteria; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Sphingopyxis 
5 Sphingopyxis 


gomonadaceae; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Lentibacillus 
acillus salicampi 


Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Treponema 
Treponema 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Dethiosulfovibrio 

Dethiosulfovibrio 
ae; Dethiosulfovibrio. 

Halomonas organivorans 


3 Halomonas organivorans Bacteria; 
Halomonas. 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 

Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Teredinibacter 
nibacter turnerae T7901 


enera incertae sedis; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Kushneria marisflavi 


NR_025094.1 


1483159 1484653 Kushneria marisflavi Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 


s 
WM1 Bacteria; 
5 
halodurans strain 
Bacteria; Proteob 


Fir 


strain HK85 16S r 
Proteobacteria; 


5 
marinus strain sr 
Bacteria; Synergi 
5 
strain YKJ-16 16S 
Proteobacteria; G 


strain Loup-1 16S 
Bacteroidetes; Ba 
5 
strain 383 16S ri 
Tenericutes; Moll 


strain CH20247 16 
Tenericutes; Moll 
5 
strain DSM 12769 
Proteobacteria; 

5 
methoxybenzovoran 
methoxybenzovoran 


G 
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thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


510200 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


510200 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


510200 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


strain ATCC 33048 
Bacteria; Firmicu 


celerecrescens st 
celerecrescens Ba 
5 
flavefaciens stra 
Bacteria; Firmicu 


strain C-1 16S ri 
Proteobacteria; G 


pelophila strain 
Bacteria; Proteob 


strain E-1-A 16S 
Proteobacteria; A 


versmoldensis str 
versmoldensis Bac 


strain RSA19 16S 
Firmicutes; Bacil 


strain LMG 16407 


Proteobacteria; B 


510200 Bacteria_16S 
accharolyticum W. 


10200 Bacteria_16S 
510200 Bacteria_16S 
G 
10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


1491054 1490995 1 60 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1765816 1765757 29 88 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1875247 1875216 29 60 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2351078 2351011 9 76 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2390591 2390560 34 65 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2393682 2393639 22 65 gi 


os 


en 


al 


st 


ne 


H 


219846902 


219857493 


219857466 
2390343 23918 
alomonad 
219857464 


14907 


ce 17655 
es; 
eurellac 


23507 
rgistace 


tridiace 
219878360 


Ecto 
219878284 
1874987 18764 


10200 Bacteria_16S 


cteroidia; Bacteroidales; 
2478529 2478498 34 


ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 


2393419 23948 
Porphyromonadaceae; Po 

65 gi| 219857397 
2478295 24797 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
2487601 2487570 34 65 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2505740 2505681 29 88 gi 
ammaproteobacteria; Chromatiales; Ectoth 
2572172 2572113 1 60 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2647488 2647457 34 65 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


1 
os 


qu 


’ 


2768787 2768732 29 84 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3031935 3031876 1 60 


gi 


gi 


ridiales; Clostridiaceae; Clostridium. 
3157262 3157203 1 60 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3410749 3410698 9 60 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 
3598620 3598561 1 60 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3831004 3830953 9 60 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3835292 3835261 34 65 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


eq 


le 


ne 


al 
id 


en 
co 


H 


219857391 
2487368 24888 


219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


219857286 


219857226 


219857138 
2768556 27700 


219846901 


somal RNA, partial sequence 3031628 3033115 Clost 


219846817 


219846637 


219846508 


219846341 


219846338 
3835060 38365 


iorhodos 


sequence 
tridiale 


ence 
Thiotric 


uence 
s; Lachn 


34104 
llaceae; 


sequenc 
iales; C 


ce 38307 
ccaceae; 


alomonad 


3838368 3838337 34 65 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
355982 355924 29 87 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

550410 550340 8 78 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
701780 701702 8 86 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
895595 895533 3 


ha 


Sp 
qu 
ct 


Paenibacillus 
65 gi 


etaproteobacteria; Burkholderiales; Burk 


subsp. 
socranskii subsp. 


510200 Bacteria_16S 


983499 983469 6 36 gi 


socranskii Bacteria; Spirochaetes; 


219846336 
265678818 
355741 35715 
265678685 
265678581 
701473 70290 


265678447 
16S ribosomal RNA, partial sequence 895318 89680 


265678388 
socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 
Spirochaetales; 


38381 
les; Pis 


hingomon 


ence 
obacilla 


holderia 


ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref |NR_025423.1 


eae; Haemophilu 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025054.1 


aceae; Halomonas 
ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 

ref|NR_024985.1 


ref|NR_024979.1 


ref|NR_024961.1 
piraceae; Alkali 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref|NR_024854.1 
2647248 264867 
hales; Piscirick 


ref|NR_024766.1 


9 Paenibacillus 


ref |NR_028749.1 


ceae; Pandoraea 


Clostridium 
idium saccharolyticum 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
Ss. 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Porphyromonas gulae 
gulae Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Clostridium 

7 Clostridium 

e; Clostridium. 
Thiomicrospira 

1 Thiomicrospira 

ettsiaceae; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


ref|NR_026493.1| Clostridium indolis 
ridium indolis Bacteria; Firmicutes; 
ref|NR_026409.1| Desulfotomaculum 
3156952 3158446 Desulfotomaculum 
ospiraceae. 
ref|NR_026229.1| Dialister pneumosintes 
52 3411955 Dialister pneumosintes 
Dialister. 
ref|NR_026100.1| Clostridium 
e 3598328 3599826 Clostridium 
lostridiaceae; Clostridium. 
ref |NR_025931.1| Ruminococcus 
35 3832122 Ruminococcus flavefaciens 
Ruminococcus. 
ref|NR_025928.1| Halomonas halodurans 
33 Halomonas halodurans Bacteria; 
aceae; Halomonas. 
ref|NR_025926.1| Thiomicrospira 
14 3839581 Thiomicrospira pelophila 
cirickettsiaceae; Thiomicrospira. 
ref|NR_029123.1| Sphingopyxis terrae 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref |NR_028990.1| Lactobacillus 
550095 551652 Lactobacillus 
ceae; Lactobacillus. 
ref|NR_028886.1| Paenibacillus graminis 


graminis Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


ref |NR_028690.1 
983192 


Spirochaetac 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 


strain YIT 0455 1 
Firmicutes; 


strain M 6 A9 16S 
Firmicutes; 


Sphingopyxis. 


socranskii subsp. 


subsp. 
socranskii subsp. 


510200 Bacteria_16S 


Lactobacillales; 
510200 Bacteria_16S 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; 


510200 Bacteria_16S 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 
Spirochaetales; 
219857240 
buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 


510200 Bacteria_16S 


1082265 1082219 32 78 gi 
Lactobac 


gi 


Lactobacillaceae; 
1091484 1091414 8 78 
ribosomal RNA, partial sequence 
Lactobacillaceae; 
1141320 1141262 29 87 


Lactobac 
gi 


1251571 1251541 6 36 gi 
paredis Bacteria; 
1253098 1253068 6 


Spirochaetes; 


36 gi 


buccale Bacteria; 


265678321 
6S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillales; 
510200 Bacteria_16S 


illus. 
265678315 
1091188 10926 
illus. 
253680762 


219857241 


ref |NR_028623.1 
61 Lactobacillus 


ref|NR_028617.1 
88 Lactobacillus 


ref|NR_028010.1 
1141076 114255 
Sphingomonadales; 
ref |NR_024869.1 
125128 


ref|NR_024868.1 


125281 


Spirochaetaceae; 


Spirochaetes; 


Spirochaetales; 


510200 Bacteria_16S 1372840 1372778 3 65 gi| 228717983 |ref|NR_027569.1 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 13740 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
510200 Bacteria_16S 1478857 1478787 8 78 gi| 219878381 |ref|NR_025520.1 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 148010 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

510200 Bacteria_16S 1659145 1659109 29 65 gi| 219878435 |ref|NR_025574.1 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 16603 


Proteobacteria; 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
10200 Bacteria_16S 


5 
strain IFO 10550 


Proteobacteria; Alphaproteobacteria; 
510200 Bacteria_16S 


strain TagT2C 16S 


510200 Bacteria_16S 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 
510200 Bacteria_16S 


Spirochaetaceae; 


Lactobacillus 
equi Bacteria; 


equi 
Lactobacillus algidus 
algidus Bacteria; 


Sphingopyxis 
7 Sphingopyxis 


Sphingomonadaceae; 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Burkholderia unamae 


50 Burkholderia unamae MTI-641 Bacteria; 


ia. 
Staphylococcus sciuri 
0 Staphylococcus sciuri 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 
Grimontia. 


2458980 2458922 29 87 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
3208793 3208735 29 87 gi|219846782|ref|NR_026374.1| Sphingomonas mali 
16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
3239182 3239124 29 87 gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
3349805 3349743 3 65 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 


strain LMG 2207 1 
Proteobacteria; 


Bacillales; Bacil 
thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


510200 Bacteria_16S 


510200 Bacteria_16S 


6S ribosomal RNA, partial sequence 3349528 33510 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
510200 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


4221178 4221100 8 86 gi 


4220889 4222400 Bacil 


1787 16S ribosoma 
Firmicutes; 
5 
strain 01008 16S 
Tenericutes; Moll 


Clostridia; 
10200 Bacteria_16S 
ribosomal RNA, partial sequence 


285875 28729 


Paucimonas 
219846060|ref|NR_025650.1 
lus macyae Bacte 


laceae; Anaerobacillus. 

101723 101690 8 41 gi| 265678995 |ref|NR_029303.1 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibaci 

183974 183941 8 41 gi|265678940|ref|NR_029248.1 
1 RNA, partial sequence 183663 185179 Clostridium nexile DS 

Clostridiales; Clostridiaceae; Clostridium. 
286094 286053 34 75 gi| 265678869 |ref|NR_029175.1 


icutes; Mycoplasmataceae; Mycoplasma. 


5 
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315032 314983 36 


85 


gi 


F 
5 
h 
h 
5 


moraviensis strain 330 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


B 
5 
h 
h 
Cc 


strain 2678 16S ribosomal RNA, partial sequence 


Proteobacteria; Al 
group. 


510200 Bacteria_16S 


atlanticus strain 


atlanticus Bacteria; 
510200 Bacteria_16S 


strain WoG13 16S 
Firmicutes; 
5 
strain MOL361 16S 


ribosomal RNA, partial sequence 
Clostridia; 
10200 Bacteria_16S 


phaproteobacteria; Rickettsiales; Ric 


443304 443247 8 65 gi 
HTCC2559 16S ribosomal RNA, partial s 
Bacteroidetes; Flavobacteria; 

665552 665519 8 41 gi 

Clostridiales; Syntrophomonadac 
798479 798446 8 41 gi 
ribosomal RNA, partial sequence 


irmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


314818 31623 


Flavobacterial 


665236 66673 


798207 79971 


10200 Bacteria_16S 


10200 Bacteria_16S 


acteria; 
10200 Bacteria_16S 
eliotrinireducens 
eliotrinireducens 
oriobacteriaceae; 


Firmicutes; 


830637 830580 8 


Firmicutes; 
832194 832137 8 


Lactobacillales; 
920436 920411 9 


65 


Lactobacillales; 


65 


34 


Coriobacteridae; 


gi 


aemoperoxidus strain 440 16S ribosomal RNA, partial sequence 
aemoperoxidus Bacteria; 


E 
gi 


gi 


265678850 
kettsiacea 


265678759 
equence 


265678605 


eae; Pelos 
265678513 


265678492 


nterococca 
265678491 

83188 
Enterococ 


ref|NR_029155.1 


e; Rickettsieae; 
ref|NR_029064.1 

443005 444493 
es; Flavobacteri 
ref |NR_028910.1 


pora. 
ref|NR_028816.1 
4 Turicibacter 


15 Paucimonas lemoignei Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Aneurinibacillus 
Aneurinibacillus 


llus group; 


Clostridium nexile DSM 
M 1787 Bacteria; 


Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Croceibacter 
Croceibacter 

aceae; Croceibacter. 
Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Turicibacter sanguinis 


eae; 


Turicibact 


ref|NR_028795.1 

830324 831835 
ceae; Enterococc 
ref|NR_028794.1 
6 833394 Entero 
cus. 


265678431 


Cor 


sanguinis Bacteria; 
er. 

Enterococcus 
Enterococcus 

us. 

Enterococcus 
coccus moraviensis 


ref|NR_028733.1 


iobacteriales; C 


Slackia 


strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
Bacteria; Actinobacteria; 
Slackia. 


oriobacterineae; 


strain BT-H1 16S 
Firmicutes; 
5 
strain 1480D 16S 
Firmicutes; Bacil 


Firmicutes; 
5 

d 
Bacteria; 
5 
strain TO-931 16S 


Firmicutes; Clost 


serovar 3 str. 
serovar 3 str. 


AT 
AT 


DSM 20544 16S rib 
Bacteria; Firmicu 


maragdinae DSM 1 
1293 Bacteria; S 


allinaceus strai 


5 
s 
1 
5 
g 
gallinaceus Bacte 
5 


metallireducens B 


DCB-2 Bacteria; F 


pseudopneumoniae 
pseudopneumoniae 


piechaudii strain 
piechaudii Bacter 


auripigmenti stra 
auripigmenti Bact 


510200 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


510200 Bacteria_16S 


strain LMG 12370 
irmicutes; Bacil 


aejeonensis stra 
aejeonensis Bact 


ribbensis strain 
acteria; Firmicu 


F 
5 
d 
d 
5 
k 
B 
5 
brasilensis strai 
brasilensis Bacte 
5 
strain HRC292 16S 
Tenericutes; Moll 


510200 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 
5 
ATCC 700122 16S r 
Actinobacteria; C 


510200 Bacteria_16S 


Clost 
10200 Bacteria_16S 


510200 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
510200 Bacteria_16S 
strain NS51 16S r 
Lacto 
10200 Bacteria_16S 
anicus strain DB 
Firmicu 
10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 
n CCUG 42692 16S ribosomal RNA, partia 
Stre 
10200 Bacteria_16S 
metallireducens strain 853-15 16S ribosomal RNA, partia 
Clost 
510200 Bacteria_16S 
hafniense strain DCB-2 16S ribosomal RNA, partial seque 


510200 Bacteria_16S 


510200 Bacteria_16S 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria; 
510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


938940 938907 8 41 
ribosomal RNA, complete sequence 
ridia; Clostridiales; 
1006648 1006615 9 42 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1021843 1021786 8 65 
ATCC 33400 16S ribosomal RNA, 
ia; Firmicutes; Lactobacillales; 
1023414 1023357 8 65 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1034048 1034015 8 41 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; 
1100387 1100330 8 65 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1121699 1121666 36 69 gi 
Cc 2781 
Cc 2781 


gi 


gi 


gi 


gi 


gi 


5 Bacteria; Tenericutes; Mollic 
1164029 1163973 9 65 gi 
osomal RNA, partial sequence 
tes; Clostridia; 
1168542 1168509 8 


41 gi 
pirochaetes; Spirochaetales; 


1224452 1224395 8 65 gi 
Firmicutes; 
1244204 1244171 8 


Lactobacillales; 
41 


ria; 


gi 


acteria; Firmicutes; 
1340978 1340945 8 


Clostridia; 
41 gi 
irmicutes; Clostridia; Clostridiales; 
1410299 1410242 8 65 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1471274 1471238 29 65 gi 


1692687 1692654 8 41 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; 
1782456 1782423 8 41 gi 
16S ribosomal RNA, partial sequence 

teria; Fusobacteriales; Fusobacteriace 
2038089 2038056 8 41 gi 


lales; Bacillaceae; Virgibacillus. 
2225054 2225021 8 41 gi 
in AM141 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
2226615 2226582 8 41 gi 
AM49 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2316434 2316401 8 41 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
2369363 2369330 32 65 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2424335 2424302 8 41 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2519424 2519399 9 34 gi 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 


5 
meridiei strain S 
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2547674 2547641 8 41 gi 
10 16S ribosomal RNA, partial sequence 


938639 94015 
Heliobacteriacea 


1006359 10077 
complet 
Strep 

1023111 10246 


Streptoc 


Paenibacillaceae; Ane 


1100149 11015 


5 16S ribosomal RNA, partial se 


1163739 11652 
Clostridiales; Veillo 


1293 16S ribosomal RNA, partial sequen 
Spirochae 


Clostrid 


16S ribosomal RNA, partial sequence 2037802 20393 


2369126 23705 


2519150 25206 


265678419 


e; Heliore 
265678373 


265678363 
e sequence 
tococcacea 
265678362 


occus. 
265678355 
10337 
urinibacil 
265678309 


Clostridiu 
228715451 
quence 

utes; Myco 
228720667 


nellaceae; 
228719827 
ce 11682 
taceae; Sp 
219878314 
1 sequence 
ptococcace 
219857537 
1 sequence 
ridiales; 
228721140 
nce 13406 
Peptococca 
224581432 
sequence 
Streptoco 
224581405 
uence 
; Burkhold 
219878412 
equence 
iales; Pep 
219878348 
17821 
ae; Sneath 
219878169 


219857582 
quence 
illaceae; 
219857581 
nce 22263 
nibacillus 
219857518 
quence 
llaceae; P 
219857480 


219857442 
24240 
ales; Halo 
219857364 


obacterine 


mM. 


toco 


Paen 


thio 


ae; 


ref |NR_028721.1 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


stis 
ref 


NR_028675.1 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


ref|NR_028665.1 

1021546 102306 
e; Streptococcu 
ref|NR_028664.1 
30 Streptococcus 


ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref|NR_028611.1 


Streptococcus 
0 Streptococcus 


Ss. 


Streptococcus mitis 
mitis Bacteria; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 

Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


ref|NR_027532.1 

1121455 112289 
plasmataceae; Ur 
ref|NR_027596.1 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 
Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Mitsuokella. 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_025453.1 
1224170 122567 
ae; Streptococcu 
ref|NR_025125.1 
1243915 124542 
Peptococcaceae; 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027214.1 
1410019 141148 
ccaceae; Strepto 
ref|NR_027186.1 
1471041 147236 
eriales; Alcalig 
NR_025551.1 
1692386 169391 
ccaceae; Des 
ref|NR_025487.1 
75 1783536 Sneath 
ia. 
ref |NR_025308.1 
07 Virgibacillus 


ref|NR_025170.1 

2224766 222627 
ibacillus. 
ref|NR_025169.1 
29 2227839 Paenib 
ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025068.1 


Spirochaeta 
haeta smaragdinae DSM 


Streptococcus 
1 Streptococcus 
Ss. 
Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
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510200 Bacteria_16S 3685100 3685067 8 41 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
510200 Bacteria_16S 3815696 3815663 8 41 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

510200 Bacteria_16S 3871739 3871682 8 65 gi|219846314|ref|NR_025904.1| Gemella morbillorum 


strain 2917B 16S 


ribosomal RNA, partial sequence 


3871442 38729 


77 Gemella morbillorum Bacteria; 


Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

510200 Bacteria_16S 4082634 4082601 8 41 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

510200 Bacteria_16S 4085640 4085607 8 41 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

510200 Bacteria_16S 4090194 4090137 8 65 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

510200 Bacteria_16S 4091690 4091633 8 65 gi|219846158|ref|NR_025748.1| Maribacter 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
510200 Bacteria_16S 66917 66881 29 65 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

510200 Bacteria_16S 93949 93905 34 78 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

510200 Bacteria_16S 95560 95504 9 65 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

510200 Bacteria_16S 113936 113880 9 65 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

510200 Bacteria_16S 164170 164126 34 78 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

510200 Bacteria_16S 173344 173308 29 65 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
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Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 
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Rickettsia akari 


316282 317695 Rickettsia akari Bacteria; 


spotted 


510200 Bacteria_16S 317993 317957 29 65 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
510200 Bacteria_16S 322573 322537 29 65 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

510200 Bacteria_16S 339711 339667 34 78 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

510200 Bacteria_16S 351584 351548 29 65 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

510200 Bacteria_16S 369425 369389 29 65 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

510200 Bacteria_16S 370898 370862 29 65 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

510200 Bacteria_16S 472321 472297 36 60 gi|265678736|ref|NR_029041.1| Weissella koreensis 
strain S-5623 16S ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
Firmicutes; Lactobacillales; Weissella. 

510200 Bacteria_16S 547205 547169 29 65 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 
mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

510200 Bacteria_16S 629119 629063 29 85 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

510200 Bacteria_16S 642923 642867 9 65 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

510200 Bacteria_16S 694309 694285 36 60 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

510200 Bacteria_16S 763092 763056 29 65 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

510200 Bacteria_16S 790812 790776 29 65 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

510200 Bacteria_16S 925103 925047 9 65 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

510200 Bacteria_16S 926657 926601 9 65 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

510200 Bacteria_16S 1002111 1002075 29 65 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

510200 Bacteria_16S 1150353 1150329 36 60 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
510200 Bacteria_16S 1151893 1151857 29 65 gi| 253680755 |ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

510200 Bacteria_16S 1153310 1153274 29 65 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

510200 Bacteria_16S 1174662 1174626 29 65 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

510200 Bacteria_16S 1192726 1192690 29 65 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
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510200 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
acteria; Gammaproteobacteria; Xanthomonadales; 
510200 Bacteria_16S 


10200 Bacteria_16S 
s strain SF3 16S ribosomal RNA, partial 
Proteobacteria; 


510200 Bacteria_16S 


510200 Bacteria_16S 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
10200 Bacteria_16S 


510200 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
10200 Bacteria_16S 


510200 Bacteria_16S 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


2170625 2170589 29 


2172166 2172130 29 


2229653 2229617 29 


2295255 2295219 29 


2298219 2298183 29 


2317880 2317824 9 


2325564 2325532 9 


p. 


lostridium. 
2355686 2355630 9 


s Bacteria; 
ae; Desulfovibrio. 
2442318 2442282 29 


2490625 2490601 36 


2502700 2502644 9 


Proteobacteria; 
2549158 2549122 29 


eria; 


2650479 2650443 29 
RNA, partial sequence 
a; Rhodocyclales; 
2652010 2651974 29 


agariperforans Ba 
Reichenbachiella. 


Succinimonas. 


strain K 16S ribo 


multipotens strai 
acteria; Proteob 


B 

5 

propionica strain 
Bacteria; Proteob 
5 
k 
k 


amchatkensis str 
amchatkensis Bac 
Desulfurella. 

5 
antarctica strain 
antarctica Bacter 
Psychromonas. 

5 


510200 Bacteria_16S 
agariperforans strain KMM 3525 16S ribosomal RNA, partial 
Sphingobacteria; 


510200 Bacteria_16S 
amylolytica strain DSM 2873 16S ribosomal RNA, partial 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; 


510200 Bacteria_16S 
somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 
510200 Bacteria_16S 
n RH-8 16S ribosomal RNA, partial sequence 30784 
acteria; Deltaproteobacteria; 
10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


2758360 2758308 8 


cteria; Bacteroidetes; 


3057846 3057810 29 


3071245 3071209 29 


3078738 3078670 9 


3080314 3080246 9 


U-8 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfurellales; 


acteria; 
3081890 3081822 9 


ain K-119 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


teria; Proteobacteria; 


3116386 3116350 29 


star-1 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


3161706 3161682 36 


65 


65 


65 


65 


65 


65 


41 


leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 


219857621 
21703 


gi 


219857620 
21719 


gi 


gi|219857579 
Neiss 
gi| 219857533 
2295034 22964 


gi|219857531 
2297982 22993 
gi| 219857517 
xX 


219857512 
ribosomal 


gi 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025167.1 

2229404 223086 
eriales; Neisser 
ref|NR_025121.1 


Bartonella. 
ref|NR_025119.1 


eae; Idiomarina. 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025100.1 
RNA, 


partial sequence 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Laribacter 
2 Laribacter 
iaceae; Laribacter. 

Bartonella bovis 


38 Bartonella bovis Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Clostridium 
2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


65 


65 


6S ribosomal RNA, partial sequence 2442080 24435 
ammaproteobacteria; Alteromonadales; 


60 


65 


in Montbeliard Al 16S ribosomal RNA, partial seq 
Gammaproteobacteria; Legio 


65 


65 


2650247 2651682 Azosp 
Rhodocyclaceae; Azospira. 


65 


60 


65 


65 


77 


77 


77 


65 


60 


Deltaproteobacteria; 


Desulfurellales; 


219857490 
sequence 


gi 


gi|]219857424 
Shewanellac 
gi| 219857389 
2490394 24918 


gi| 219857380 


gi| 219857344 
2548929 25503 


gi] 219857224 


gi| 219857223 
2651733 26532 
Rhodocyclaceae 
gi| 219857147 
sequenc 
Sphingob 


219846883 
sequence 
Aeromo 


gi 


gi|219846874 


gi| 219846869 
D 
219846868 
30800 
D 
219846867 


gi 


gi 
Desu 
gi|219846844 


Alterom 


ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


ref |NR_025012.1 


Shewanella. 
NR_024977.1 


eae; 
ref 


ref |NR_024968.1 
uence 250240 
nellales; Legion 
ref |NR_024932.1 


Bartonella. 

ref |NR_024852.1 
ira oryzae Bacte 
ref|NR_024851.1 
; Azoarcus. 

ref |NR_024775.1 
e 2758107 275950 


ref|NR_026475.1 
3057592 305905 
nadales; Succini 


ref|NR_026466.1 
locella palustri 
e; Methylocella. 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 


ref|NR_026436.1 
3116131 311762 
onadales; Psychr 


gi|219846814 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Antarctobacter. 


ref|NR_026406.1 
3161511 316291 


Desulfovibrio 
7 Desulfovibrio 
les; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Azospira oryzae strain 
ria; Proteobacteria; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Reichenbachiella 
5 Reichenbachiella 


acteriales; Flammeovirgaceae; 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Methylocella palustris 
s Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Antarctobacter 
0 Antarctobacter 


strain IFO 15498 
Proteobacteria; A 
5 
luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


ruminis strain DS 
Bacteria; Firmicu 
5 
80 16S ribosomal 

Gammaproteobacter 
5 
strain ATCC 35912 
Bacteria; Proteob 
5 
thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


stercorarium subs 


Clostridiaceae; C 
acetivorans strai 
acteria; Proteob 


B 
5 
psychrotropica st 
psychrotropica Ba 
5 
strain CNS 2-75 1 
Proteobacteria; A 
5 
strain M165/69 16 
Tenericutes; Moll 


muriaticus strain 
acteria; Firmicu 


B 
5 
oligotrophica str 
oligotrophica Bac 
5 
strain 2761 16S 
Proteobacteria; B 
strain 25-4 16S r 
Proteobacteria; G 


strain SW-2 16S r 
Bacteroidetes; Sp 


strain R22 16S ri 
Proteobacteria; G 
5 
strain TF-22T 16S 
Proteobacteria; G 
5 
strain SEBR 2582 
Proteobacteria; D 
strain SGT-108 16 
Proteobacteria; G 


strain LMG 5911 1 
Proteobacteria; B 


510200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


10200 Bacteria_16S 


10200 Bacteria_16S 


510200 Bacteria_16S 


510200 Bacteria_16S 


3210285 3210249 29 65 gi 
lphaproteobacteria; Sphingomonadales; 
3422626 3422590 29 65 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
3444648 3444616 9 41 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3563589 3563553 29 65 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3568081 3568045 29 65 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3580070 3580014 9 65 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


3581622 3581590 9 41 gi 


p- thermolacticum strain TX41 16S ribo 


Clostridium stercorarium subsp. thermolacticum Bacteria; 


lostridium. 

3587811 3587743 9 77 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3662297 3662269 29 57 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3683542 3683506 29 65 gi 


lphaproteobacteria; Rhizobiales; Bruce 
3753703 3753679 36 60 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3896621 3896569 8 60 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
3911775 3911739 29 65 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
3964085 3964049 29 65 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3999349 3999293 9 65 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
4006780 4006744 29 65 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
4009865 4009829 29 65 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
4044737 4044701 29 65 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
4065835 4065799 29 65 gi 


eltaproteobacteria; Desulfovibrionales 
4067275 4067243 33 65 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
4175587 4175551 29 65 gi 


etaproteobacteria; Burkholderiales; Al 


insolitus strain 
insolitus Bacteri 
510200 Fungi_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 


510200 Bacteria_16S 


4177072 4177036 29 65 gi 
LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 
10928 10845 1 84 gi 


16S ribosomal RNA, partial sequence 3210062 32115 


3563299 3564734 Vibri 


6S ribosomal RNA, partial sequence 3683303 36847 


3753459 37549 


3963836 39652 


3999120 40005 


4006528 40080 


4009610 40110 


4044490 40459 


16S ribosomal RNA, partial sequence 4065569 40669 


4067035 40685 


6S ribosomal RNA, partial sequence 4175338 41767 


219846781 


Sphingomon 
219846629 
ial sequen 
eria; Alte 


219846613 
ence 34443 
nellaceae; 
219846533 


219846530 
35678 
les; Vibri 
219846522 
1 sequence 
bacteria; 


219846521 
somal RNA, 


219846517 
nce 35875 
ellales; D 
219846463 
al sequenc 
teria; Alt 
219846448 


llaceae; O 
219846396 


219846297 
ce 38963 
Tetrageno 
219846286 
uence 

eria; Rhiz 
219846249 


ocyclaceae 
219846225 


anthomonad 
219846218 


lobacteria 
219846216 


diomarinac 
219846190 


1lteromonad 
219846175 
; Desulfov 
219846174 


iellaceae; 
219846096 


caligenace 
219846095 

quence 

Burkholde 


Firmicutes; 


ref |NR_026373.1 
adaceae; Sphingo: 
ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026125.1 
o nereis Bacteri 


ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio. 
ref|NR_026114.1 

3579840 358126 
Rhodospirillale 


ref 
par 


NR_026113.1 
tial sequenc 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref|NR_025987.1 


ref |NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025876.1 

3911550 391285 
obiales; Bradyrh 
ref |NR_025839.1 
; Rh 
ref 


odocyclus. 
NR_025815.1 


acea 
ref 


e; Silanimon 
NR_025808.1 
; Algoriphag 
NR_025806.1 


ceae 
ref 


Idiomarina 
NR_025780.1 


eae; 
ref 


aceae; Alteromon 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025764.1 


Aquicella. 
ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 


219857175 


s: 


Clostridia; 


Sphingomonas pruni 


03 Sphingomonas pruni Bacteria; 


monas. 
Pseudoalteromonas 

0 Pseudoalteromonas 

udoalteromonadaceae; 


Succiniclasticum 
iclasticum ruminis 
m. 

Vibrio nereis strain 
a; Proteobacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 
Clostridium 
e 3581316 3582832 
Clostridiales; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Algoriphagus marincola 


03 Algoriphagus marincola Bacteria; 


us. 
Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Desulfovibrio longus 
longus Bacteria; 

ulfovibrio. 

Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Achromobacter spanius 
Sspanius Bacteria; 
P. 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 


ref|NR_024803.1 
12137 


Nocardia 
Nocardia 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Noc 


ardia. 


gi 


sequence 


gi 


sequence 


gi 


gi 


sequence 


gi 
gi 


gi 


gi 


gi 


sequence 


gi 


sequence 


gi 


gi 


219846462 |ref 


219846461 |ref 


219846459 |ref 
219846458 |ref 
3669639 

219846457 |ref 


219846456 |ref 


219846455 |ref 
219846454 |ref 
3675666 

219846453 |ref 


219846452 |ref 


219846451 |ref 


219846450|ref 


219846449 |ref 


219846448 |ref 


219846447 |ref 
219846446 |ref 
3687830 

219846445 |ref 
3689347 

219846444 |ref 
3690858 

219846443|ref 
3692364 

219846442 |ref 
36924 
219846441 
36939 
219846439 


ref 


ref 


219846438 |ref 


219846437 |ref 


219846436 |ref 


219846435|ref 


219846434 |ref 


219846433 |ref 


219846432 /ref 


219846431|ref 


219846430|ref 


219846429 |ref 


219846428 |ref 


219846427 |ref 
219846426 |ref 
3716367 
219846425 |ref 
3717790 


3663577 366509 
3665143 3666628 


3666679 3668133 


3669690 3671145 
3671196 3672653 


3672704 367416 


3675717 367724 
3677295 3678845 
3678896 3680323 
3680374 3681813 
3681864 3683252 
3683303 3684756 


3684807 368631 


15 3693865 
16 3695320 
3695371 3696836 
3696887 3698308 
3698359 3699831 
3699882 3701336 
3701387 3702864 
3702915 370430 
3704351 3705819 
3705870 3707337 
3707388 3708856 
3708907 3710374 
3710425 3711931 
3711982 3713392 


3713443 3714853 


NR_026054.1 
NR_026053.1 
NR_026050.1 
NR_026049.1 
NR_026048.1 
NR_026047.1 
NR_026046.1 
NR_026045.1 
NR_026044.1 
NR_026043.1 
NR_026042.1 
NR_026041.1 
NR_026040.1 
NR_026039.1 
NR_026038.1 
NR_026037.1 
NR_026036.1 
NR_026035.1 
NR_026034.1 
NR_026033.1 
NR_026032.1 
NR_026030.1 
NR_026029.1 
NR_026028.1 
NR_026027.1 
NR_026026.1 
NR_026025.1 
NR_026024.1 
NR_026023.1 
NR_026022.1 
NR_026021.1 
NR_026020.1 
NR_026019.1 
NR_026018.1 


NR_026017.1 


NR_026016.1 


2 


1 


4 


Mycobacterium bohemicum strain DSM 44277 16S ribosomal RNA, partial 
Dehalobacter restrictus strain PER-K23 16S ribosomal RNA, partial sequence 
Brenneria salicis strain ATCC 15712 16S ribosomal RNA, partial sequence 
Erwinia persicina strain HK 204 16S ribosomal RNA, partial sequence 3668184 
Brenneria nigrifluens strain EN 101 16S ribosomal RNA, partial sequence 


Pectobacterium wasabiae strain SR91 16S ribosomal RNA, partial sequence 


Pectobacterium betavasculorum strain ATCC 43762 16S ribosomal RNA, partial 


Pantoea ananatis strain 1846 16S ribosomal RNA, partial sequence 3674212 
Halanaerobium congolense strain SEBR 4224 16S ribosomal RNA, partial 
Deferribacter thermophilus strain BMAl1 16S ribosomal RNA, partial sequence 
Rickettsia aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 
Polaribacter filamentus strain 215 16S ribosomal RNA, partial sequence 
Octadecabacter arcticus strain 238 16S ribosomal RNA, partial sequence 


Ochrobactrum anthropi strain CNS 2-75 16S ribosomal RNA, partial sequence 


Desulfitobacterium chlororespirans strain Co23 16S ribosomal RNA, partial 


Mycoplasma yeatsii strain GIH 16S ribosomal RNA, partial sequence 3686364 
Mycoplasma cottewii strain VIS 16S ribosomal RNA, partial sequence 3687881 
Mycoplasma auris strain UIA 16S ribosomal RNA, partial sequence 3689398 
Mycoplasma adleri strain G145 16S ribosomal RNA, partial sequence 3690909 


Methylosphaera hansonii strain AM6 16S ribosomal RNA, partial sequence 
Pasteurella aerogenes strain P-172-71 16S ribosomal RNA, partial sequence 
Actinobacillus porcinus strain NM319 16S ribosomal RNA, partial sequence 
Helicobacter trogontum strain LRB 8581 16S ribosomal RNA, partial sequence 
Desulfomicrobium apsheronum strain 1105 16S ribosomal RNA, partial sequence 
Ureaplasma gallorale strain D6-1 16S ribosomal RNA, partial sequence 
Gelidibacter algens strain C8ST5 16S ribosomal RNA, partial sequence 
Riemerella anatipestifer strain ATCC 11845 16S ribosomal RNA, partial 
Prosthecobacter fusiformis strain FC4 16S ribosomal RNA, partial sequence 
Prosthecobacter debontii strain FC3 16S ribosomal RNA, partial sequence 
Prosthecobacter vanneervenii strain FC2 16S ribosomal RNA, partial sequence 
Prosthecobacter dejongeii strain FCl 16S ribosomal RNA, partial sequence 
Clostridium septicum strain Pasteur III 16S ribosomal RNA, partial sequence 
Actinoplanes auranticolor strain 253 16S ribosomal RNA, partial sequence 
Actinoplanes philippinensis strain P-15 16S ribosomal RNA, partial sequence 
Mycoplasma pullorum strain CKK 16S ribosomal RNA, complete sequence 3714904 


Sagittula stellata strain E-37 16S ribosomal RNA, partial sequence 3716418 


Micropruina. 


526402 Bacteria_16S 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 
DSM 12653 Bacteria; 
Carboxydibrachium. 
526402 Bacteria_16S 
yonseiensis strain KBl 16S ribosomal RNA, partial seque 
Firmicutes; 
526402 Bacteria_16S 

strain DSM 9580 1 


Bacteria; 


526402 Bacteria_16S 


510200 Fungi_16S 
strain IFM 100 
Actinobacteria 
510200 Fungi_16S 
strain IFM 100 
Actinobacteria 
510200 Fungi_16S 
strain YZ-96 1 
Actinobacteria 
510200 Fungi_16S 
strain IFM 100 
Actinobacteria 
510200 Fungi_16S 
strain IFM 078 
Actinobacteria 
510200 Fungi_16S 
strain IFM 057 
Actinobacteria 
510200 Fungi_16S 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
526402 Bacteria_16S 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae 
Propionibacteriaceae; 
526402 Bacteria_16S 

strain NGA 16S ribosomal RNA, partial sequence 
Synergistetes; 
526402 Bacteria_16S 
strain DSM 3133 1 


Synergistia; 


9447 9364 1 84 gi 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Corynebacterineae; 
ref 


4903 4818 1 86 gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Corynebacterineae; 


4 16S ribosomal RNA, partial sequence 1564 


Actinobacteridae; Actinomycetales; Cory 
3343 3260 1 84 gi 


5 16S ribosomal RNA, partial sequence 3067 


Actinobacteridae; Actinomycetales; Cory 
7961 7877 1 84 gi 


2968009 2968057 62 109 gi 


Microlunatus. 


676131 676178 64 110 gi 
Synergistales; 
3487331 3487378 62 


Synergistace 
108 gi 


89235 89284 62 110 gi 


Thermodesulfobacteria; Thermode 


806044 806093 62 110 gi 


Thermodesulfobacteria; Thermodes 


1280022 1280067 64 108 gi 


1348668 1348712 65 108 gi 


269401 269448 62 108 gi 


2898235 2898282 62 108 gi 


1194255 1194304 62 110 gi 


Firmicutes; Clostridia; Thermoanaer 


2387524 2387573 62 110 gi 
Clostridia; Thermoanaerobacterale 
3351269 3351314 64 108 gi 


3511439 3511484 64 108 gi 


Actinobacteria; Actinobacteridae; Ac 


675861 67745 
Anaerobacu 
ref 
02 Actinotalea fermentans Bacteria; 
lLlulomonadaceae; 


6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_16S 
hveragerdense str 
hveragerdense Bacteria; 
Thermodesulfobacterium. 
526402 Bacteria_16S 
thermophilum strain 7 16S ribosomal RNA, partial sequen 
thermophilum Bacteria; 
Thermodesulfobacterium. 
526402 Bacteria_16S 
DSM 15272 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Aeromicrobium. 
526402 Bacteria_16S 
DSM 10542 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Sanguibacter. 
526402 Bacteria_16S 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family I 
526402 Bacteria_16S 
glycogenica strain Lg2 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


ain JSP 16S ribosomal RNA, partial sequence 


1279854 12812 
Propioni 


1348448 13499 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_16S 
lacticum strain DSM 20427 16S ribosomal RNA, partial se 
lacticum Bacteria; 
Microbacterium. 


219857197 
10588 


265678349 
6112 


6459 6374 1 86 gi| 265678348 |ref 

6S ribosomal RNA, partial sequence 6163 7670 
Actinobacteridae; Actinomycetales; Corynebacterineae; 
296 213 L 84 gi| 265678352 |ref 

35 16S ribosomal RNA, partial sequence 1 1514 
Actinobacteridae; Actinomycetales; Corynebacterineae; 
1805 1722 1 84 gi| 265678351 |ref 


3016 


265678350 
4565 


265678342 
9123 


219846945 


265678598 


ae; 
219846584 


ococcineae; 
265679003 


265678508 
ce 


219846091 
ales; 
228720600 
ales; 


265678880 


II. 
219856857 

nce 

ales; 


228715634 
obacterales; 


219857468 
nce 
S; 

219846683 


ococcineae; 
219846568 
quence 
tinomyceta 


704589 704637 62 109 gi 


265678579 


ref 


nebacterineae; 
ref 


nebacterineae; 
ref 


nebacterineae; 
ref 
2967820 296928 
; Actinomycetales; Propionibacterineae; 
ref 
6 Anaerobaculum 


ref 
89036 
sulfobacterial 


ref 
805842 807361 Thermodesulfobacterium 
ulfobacteriale 


ref 
10 Aeromicrobium 


ref 
42 Sanguibacter 
Micrococ 


ref 
artial sequenc 


Incertae S 
ref 
2898036 2899473 Micro 
Propioni 


ref 


1194029 1195514 Carbox 


ref 

2387307 2388807 Thermo 
Thermoanaer 
ref 
38 Agrococcus jenensis Bacteria; 


ref 
les; 


ref 


NR_024825.1 


Nocardia sienata 


Nocardia sienata Bacteria; 


NR_028651.1 


Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


NR_028650.1 


Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


NR_028654.1 


Nocardiaceae; 


Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


NR_028653.1 


Nocardiaceae; 


Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


NR_028652.1 


Nocardiaceae; 


Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


NR_028644.1 


Nocardiaceae; 


Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


Ce 


T 


Mi 


NR_026537.1 


NR_028903.1 
lum. 


NR_026176.1 


NR_029311.1 
90489 
es; 


NR_028811.1 


s; Thermodes 


NR_025681.1 
bacterineae; 
NR_027595.1 
cineae; 


NR_029186.1 
e 269183 


edis; 
NR_024676.1 


bacterineae 
NR_027536.1 


hermoanaerob 


NR_025056.1 


obacteraceae 
NR_026275.1 


crobacteriac 
NR_026160.1 


3511236 351270 


Micrococcin 


NR_028884.1 


Nocardiaceae; 


Nocardia. 
Microlunatus 
7 Microlunatus 


Anaerobaculum mobile 
mobile Bacteria; 
Actinotalea fermentans 
Actinotalea. 


Thermodesulfobacterium 
Thermodesulfobacterium 


Thermodesulfobacteriaceae; 


Thermodesulfobacterium 
ulfobacteriaceae; 
Aeromicrobium marinum 
marinum DSM 15272 


Nocardioidaceae; 


Sanguibacter keddieii 


keddieii DSM 10542 
Sanguibacteraceae; 


Thermoanaerobacterium 
270620 


Thermoanaerobacterium. 


Micropruina 


pruina glycogenica 
7 


Nocardioidaceae; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Thermoanaerobacter 

anaerobacter yonseiensis 

; Thermoanaerobacter. 
Agrococcus jenensis 


eae; Agrococcus. 
Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Friedmanniella 


lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Friedmanniella. 


526402 Bacteria_16S 
strain YIM 21741 


526402 Bacteria_16S 
strain T1-xX7 16S 


526402 Bacteria_16S 


australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; 
Tetrasphaera. 


Intrasporangiaceae; 
526402 Bacteria_16S 
capsulata strain 


Nocardioidaceae; 
526402 Bacteria_16S 
spumicola strain 


Nocardioidaceae; 
526402 Bacteria_16S 
antarctica strain 


2228090 2228134 65 


2492123 2492167 65 


2493609 2493653 65 


2534520 2534568 62 


2587491 2587539 62 


2969536 2969584 62 


108 


108 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


108 


109 


109 


109 


gi 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 
24 


gi 


gi 


Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Friedmanniella. 


gi 


Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Friedmanniella. 


gi 


AA-1042 16S ribosomal RNA, partial sequence 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 
526402 Bacteria_16S 


Friedmanniella. 


3006190 3006234 65 


108 


strain 801 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


526402 Bacteria_16S 


PB90-1 16S ribosomal RNA, partial sequence 
Opitutae; Opitutales; Opitutaceae; Opitutus. 


526402 Bacteria_16S 


695811 695854 66 


836632 836679 62 


108 


695588 697067 Opitu 


108 


strain S1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


526402 Bacteria_16S 
halophilum strain 


Microbacterium. 
526402 Bacteria_16S 


strain IMMIB R-1434 16S ribosomal RNA, partial sequence 


1112509 1112556 62 


1147313 1147360 62 


108 


108 


gi 
30 


gi 
gi 
83 


gi 


76 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219857580 


219857388 


219857387 


219857354 


219857276 


219846944 


219846919 


265678585 


265678488 


265678300 


253680758 


ref 


ref 


91905 2493349 Tetrasphaera 


v 


ref 


2493400 24948 
Actinomycetales; 


ref 


2534307 25357 


ref 


2587275 25887 


ref 


2969338 297081 
Actinomycetales; Propionibacterineae; 


ref 


’ 


ref 


tus 


ref 


ref 


1112307 1113789 Micro 
Micrococcineae; Microbacteriaceae; 


ref 


1147115 1148603 Nocar 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


526402 Bacteria_16S 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 123481 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
526402 Bacteria_16S 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 
526402 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
526402 Bacteria_16S 
strain CCUG 35957 


1233540 1233587 62 


1697279 1697326 62 


1948273 1948320 62 


2034957 2035004 62 


108 


108 


108 


108 


gi 


gi 


gi 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 


219878266 


219878409 


219878229 


219878171 


ref 


Actinomycetales; 


ref 


Micrococ 


ref 


1948071 194955 


ref 


2034753 2036233 Rothia 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


526402 Bacteria_16S 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 


2056629 2056676 62 


108 


gi 


somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
526402 Bacteria_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomyces. 


2719365 2719412 62 


Nocardiaceae; Nocardia. 


526402 Bacteria_16S 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 295711 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
526402 Bacteria_16S 


saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 


saperdae Bacteria; 
Microbacterium. 
526402 Bacteria_16S 


2955890 2955937 62 


2957349 2957396 62 


2958809 2958856 62 


108 


108 


108 


108 


gi 


gi 


gi 


gi 


219878153 


219857175 


219856819 


219856818 


219856817 


luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


ref 


2056438 205792 


Actinomycetal Streptomycineae; 


ref 


sequence 2719156 272065 
Actinomyce 


ref 


Actinomyce 


ref 


2957165 295857 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 


NR_025168.1 


NR_024976.1 


NR_024975.1 


NR_024942.1 


NR_024907.1 


NR_026536.1 


NR_026511.1 


NR_028890.1 


NR_028791.1 


NR_028601.1 


NR_028006.1 


NR_025405.1 
Micro 
NR_025548.1 
cineae; Micr 
NR_025368.1 
Micrococcin 
NR_025310.1 


crococcaceae 
NR_025292.1 


es; 


NR_024803.1 
tales; Coryn 
NR_024638.1 
tales; Micro 


NR_024637.1 


Micrococcin 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 
; Microbacteriaceae; 


Agromyces. 
Tetrasphaera japonica 


japonica Bacteria; 
Intrasporangiaceae; 


Tetrasphaera. 
Tetrasphaera 


69 Tetrasphaera 
Micrococcineae; 


Friedmanniella 


83 Friedmanniella 
Propionibacterineae; 


Friedmanniella 


49 Friedmanniella 
Propionibacterineae; 


Friedmanniella 
0 Friedmanniella 


Frigoribacterium faeni 


05987 3007453 Frigoribacterium faeni Bacteria; 
Microbacteriaceae; Frigoribacterium. 


Opitutus terrae strain 


terrae Bacteria; Verrucomicrobia; 


Nocardia fluminea 


6449 837910 Nocardia fluminea Bacteria; 
Nocardiaceae; 


Nocardia. 
Microbacterium 


bacterium halophilum 


Nocardia ignorata 


dia ignorata Bacteria; 
Nocardiaceae; 


Nocardia. 
Microbacterium 
7 Microbacterium 
coccineae; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Rothia nasimurium 
nasimurium Bacteria; 
; Rothia. 
Streptomyces 
0 Streptomyces 


Nocardia 
4 Nocardia 
ebacterineae; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


NR_024636.1 


Microbacterium 


2958622 2960061 Microbacterium 


526402 Bacteria_16S 2980238 2980285 62 108 gi| 219846936 


ref 


NR_026528.1 


Streptomyces 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

526402 Bacteria_16S 3068189 3068236 62 108 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

526402 Bacteria_16S 3114812 3114859 62 108 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

526402 Bacteria_16S 3225350 3225397 62 108 gi|219846770|ref|NR_026362.1| Janibacter limosus 


strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 32266 


21 Janibacter limosus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
526402 Bacteria_16S 3506872 3506919 62 108 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 


testaceum Bacteri 
Microbacterium. 

526402 Bacteria_16S 3508393 3508440 62 108 gi 
liquefaciens strain DSM 20638 16S ribosomal RNA, partia 


a; Actinobacteria; Actinobacteridae; Actinomycet 


219846570 
1 sequence 


ales 


3508192 35096 


; Micrococc 


NR_026162.1 
6 


i 


neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 


liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
526402 Bacteria_16S 4071774 4071821 62 108 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 
526402 Bacteria_16S 1307266 1307308 67 108 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
526402 Bacteria_16S 1401313 1401355 65 106 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 
526402 Bacteria_16S 1771707 1771749 67 108 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
526402 Bacteria_16S 1773205 1773247 67 108 gi|219878354|ref|NR_025493.1| Streptomyces 


roseoviolaceus st 
roseoviolaceus Ba 

Streptomycetaceae; Streptomyces. 

526402 Bacteria_16S 1774702 1774744 67 108 gi 
longisporus strain ISP 5166 16S ribosomal RNA, partial 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

526402 Bacteria_16S 2053654 2053696 67 108 gi 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, parti 
stelliscabiei Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Streptomyces. 

526402 Bacteria_16S 2058173 2058215 67 108 gi 
thermocoprophilus strain B19 16S ribosomal RNA, partial 
thermocoprophilus Bacteria; Actinobacteria; Actinobacte 
Streptomycetaceae; Streptomyces. 

526402 Bacteria_16S 2167502 2167544 67 108 
strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
526402 Bacteria_16S 2260154 2260196 67 108 gi] 219857559 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequen 
thermospinosisporus Bacteria; Actinobacteria; Actinobacte 
Streptomycetaceae; Streptomyces. 

526402 Bacteria_16S 2656389 2656435 64 109 gi 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partia 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteri 
Nocardioidaceae; Nocardioides. 

526402 Bacteria_16S 3012157 3012203 64 109 gi 
aurantiacus strain BC361 16S ribosomal RNA, partial seq 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; Marmoricola. 


rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 


al 
ae 


sequenc 
Actino: 


v 


219878353 
sequence 
Actinomyc 


219878155 
al sequenc 
e; 


219878152 
sequence 
ridae; Act 


gi|219857623 
2167280 21687 


219857219 
1 sequence 
dae; Actin 


219846915 
uence 
Actinomyc 


ref 


ref 


ref 


ref 


e; 
ref 


ref 


ref 


526402 Bacteria_16S 3639307 3639349 67 108 gi| 219846479 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


ref 


e 1773034 17744 
myce 


1774532 17759 
etal 


e 2053442 20549 
Actinomycet 


2057971 20594 
inomycetales; 


69 Streptomyces 
s 
ce 2259931 22614 


ridae; Actin 


2656189 26576 
omyc 


3011945 30134 
etal 


8 


Strep 


tales; 
NR_025492.1 
7 
es; Strepto: 
NR_025294.1 
1 
ales; Strept 
NR_025291.1 
6 
st 
NR_025212.1 


treptomyceta 
NR_025147.1 
5 
omycetales; 


NR_024847.1 
6 


Prop 


etales; 
NR_026507.1 
4 


es; Propioni 


1 Streptomyces 
tomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
9 Streptomyces 


reptomycineae; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

2 Streptomyces 
Streptomycineae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


NR_026071.1 
363910 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


526402 Bacteria_16S 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 
526402 Bacteria_16S 
diastatochromogen 
diastatochromogen 
Streptomycetaceae 
526402 Bacteria_16S 


strain RL-34 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 


strain CPJVR-H 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 
flavescens strain 
Bacteria; Actinob 


Microbacterium. 


526402 Bacteria_16S 
arborescens strai 
arborescens Bacte 
Microbacteriaceae 
526402 Bacteria_16S 
desulfuricans str 


desulfuricans Bac 


526402 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


526402 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


526402 Bacteria_16S 


strain ST26 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 


strain ST50 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 


strain DSB MGU 15 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_16S 


strain YIM 70081 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


526402 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


526402 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


526402 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


526402 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


526402 Bacteria_16S 


gangotriensis str 
gangotriensis Bac 
Micrococcaceae; A 


526402 Bacteria_16S 


strain HKI 0120 1 
Actinobacteria; A 


; Streptomyces. 


3928501 3928543 67 
ribosomal RNA, 


108 
complete sequence 


gi 


Stre 
4126284 4126326 67 108 gi 
S ribosomal RNA, partial sequence 
Stre 
32115 32160 62 106 gi 
401 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


158070 158115 64 108 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Microbacterium. 

1058347 1058396 62 110 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
3509917 3509962 64 108 gi 
DSM 20530 16S ribosomal RNA, partial s 


’ 


3677523 3677572 62 110 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
138276 138320 65 108 gi 
ibosomal RNA, partial sequence 


es 


Micr 
gi 


oc 
139805 139849 65 108 
ibosomal RNA, partial sequence 
Micr 
348616 348660 65 108 gi 
-6 16S ribosomal RNA, partial sequence 


oc 


oc 


358882 358926 65 108 gi 


complete sequence 
Actinomycetales; Micrococcineae; Micr 
401460 401504 65 108 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 

429348 429392 65 108 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


ob 


ar 
ob 


v 


s 


, 


493810 493854 65 108 gi 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


qu 


v 


495315 495359 65 108 gi 
ain LzlY 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

635137 635181 65 


qu 


108 gi 


ctinobacteridae; Actinomycetales; Microc 


526402 Bacteria_16S 


636668 636712 65 108 gi 


219846275 
3928271 39298 
omycinea 
219846132 
4126077 41275 
ptomycinea 
265679042 
ce 

ales; 


pt 


265678957 
sequence 
Actinomyc 


265678338 
quence 
les; 
219846569 
equence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


219846452 
uence 


265678970 
138055 13953 


265678969 
139582 14105 


265678825 


265678815 
16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_16S 


ococcineae 

360428 360472 65 108 gi| 265678814 

n YIM 70009 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
376921 376965 65 108 gi| 265678803 


265678787 


265678768 


265678722 


265678721 


265678627 
6S ribosomal RNA, partial sequence 634924 63640 


265678626 


31915 
Micr 


Defer 


Deferr 


v 


occineae 


occineae 


34841 
occineae 


376697 378215 Agromyces 


acteriac 


tial seq 
acterida 


equence 
Actinomy 


ence 
Actinomy 


ence 


e; Actinomycet 


occineae 


ref|NR_025865.1 
00 Streptomyces 
e; Streptomycet 
ref|NR_025722.1 
64 Streptomyces 
e; Streptomycet 
ref|NR_029350.1 

33385 Micro 
ococcineae; Mic 


ref|NR_029265.1 
157869 159336 
etales; Micrococ 


ref |NR_028640.1 
1058138 105957 
ribacteraceae; 
ref|NR_026161.1 

3509716 351118 
ales; Micrococci 


’ 


ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref |NR_029278.1 
1 Sanguibacter 
; Sanguibacterac 
ref |NR_029277.1 
8 Sanguibacter 
; Sanguibacterac 
ref|NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref|NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029119.1 

360205 361665 
etales; Micrococ 


ref|NR_029108.1 
ulmi Bacter 
Agromyces. 
ref |NR_029092.1 
uence 401266 


e; Actinomycetal 


eae; 


ref |NR_029073.1 
429128 430610 
cetales; Microco 


ref |NR_029027.1 
493586 495067 
cetales; Microco 


ref |NR_029026.1 
495118 496571 
ales; Microc 


ref|NR_028932.1 


; Intrasporangia 


b 
xr 


D 


3923759 3923801 67 108 gi|219846278|ref|NR_025868.1| Streptomyces 
ain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

3925340 3925382 67 108 gi|219846277|ref|NR_025867.1| Streptomyces 
es strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
es Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces africanus 


africanus Bacteria; 
a 


ceae; Streptomyces. 
Microbacterium 

acterium flavescens 

obacteriaceae; 


Microbacterium 
Microbacterium 
cineae; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Deferribacter 
5 Deferribacter 
ferribacter. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Nesterenkonia lutea 
lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 
cineae; Micrococcaceae; 


, 


Agromyces ulmi strain 
ia; Actinobacteria; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


occineae; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 


ref|NR_028931.1 


Knoellia sinensis 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangia 


ceae; Knoellia. 


526402 Bacteria_16S 674524 674568 65 108 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
526402 Bacteria_16S 755482 755526 65 108 gi|265678542|ref|NR_028846.1| Agromyces albus strain 


VKM Ac-1800 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_ 
strain VKM Ac-179 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Rathayibacter. 


526402 Bacteria_ 
strain 14 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_ 


strain EX-H1 16S 


Aquificae; Aquificales; 
526402 Bacteria_ 


strain Cal06 16S 


ibosomal RNA, partial sequence 


16S 884929 884973 65 108 gi 


9 16S ribosomal RNA, partial sequence 


16S 1101808 1101852 65 108 gi 


265678308 
1101592 11031 
ococcineae; 


755262 75674 
ococcineae; 
265678454 
88470 
Micrococcineae; Mic 


7 Agromyces albus Bacteria; 
Microbacteriaceae; Agromyces. 
ref|NR_028756.1| Rathayibacter caricis 
1 886196 Rathayibacter caricis 
robacteriaceae; 


ref|NR_028610.1| Agromyces rhizospherae 
01 Agromyces rhizospherae Bacteria; 
Microbacteriaceae; Agromyces. 


16S 1191166 1191202 75 110 gi|228715750|ref|NR_027538.1| Persephonella marina 
ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
Hydrogenothermaceae; Persephonella. 
16S 1216892 1216936 65 108 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
16S 1420872 1420916 65 108 gi|224581444|ref|NR_027226.1| Arthrobacter 


526402 Bacteria_ 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 
526402 Bacteria_ 


strain DSM 12798 


strain AG31 16S ribosomal RNA, partia 


16S 1604526 1604570 65 108 gi 


16S 1606067 1606111 65 108 gi 


oc 


1 sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_ 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequ 


ence 


occineae; Micrococcaceae; 
219878472 


1420664 1422164 Arthrobacter 


ref|NR_025613.1 
05 Arthrobacter 


Arthrobacter mysorens 
mysorens Bacteria; 
Arthrobacter. 
Arthrobacter 

4 Arthrobacter 


ref |NR_025611.1 
1605856 160731 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
526402 Bacteria_16S 1780883 1780927 65 108 gi|219878349|ref|NR_025488.1| Citricoccus muralis 


strain 4-0 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_ 
flaccumfaciens pv. 


Actinomycetales; 


526402 Bacteria_ 
strain P 297/02 1 


16S 1811243 1811287 65 108 gi 


Micrococcineae; Microbacteriaceae; 


16S 1818920 1818964 65 108 gi 


oc 
flaccumfaciens strain LMG 3645 16S rib 


Curtobacterium flaccumfaciens pv. 
Curto 


oc 


1780670 17821 
occineae; Micrococcaceae; 
219878328 
osomal RNA, 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
bacterium. 
219878323 
6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


occineae; 


24 Citricoccus muralis Bacteria; 
Citricoccus. 
NR_025467.1| Curtobacterium 
partial sequence 1811040 1812516 


ref 


Plantibacter flavus 
flavus Bacteria; 
Microbacteriaceae; Plantibacter. 


ref |NR_025462.1 
91 Plantibacter 


526402 Bacteria_16S 1820445 1820489 65 108 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 

526402 Bacteria_16S 1873753 1873797 65 108 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

526402 Bacteria_16S 2065717 2065761 65 108 gi|219878146|ref|NR_025285.1| Micrococcus 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


526402 Bacteria_ 


16S 2346510 2346554 65 108 gi 


sulfonivorans strain ALL 16S ribosomal RNA, partial seque 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
526402 Bacteria_16S 
psychrolactophilu 
psychrolactophilu 
Micrococcaceae; Arthrobacter. 
526402 Bacteria_16S 
strain Al-3 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_16S 
fritillariae stra 


2454523 2454567 65 108 gi 
s strain B7 16S ribosomal RNA, partial 


2747743 2747787 65 108 
ibosomal RNA, partial sequence 


gi 


s 


s Bacteria; Actinobacteria; Actinobacter 


es; 


nce 


219857415 


equence 


219857155 
2747544 27488 


20655 
Micrococ 
219857496 


Actinomycetales; 


idae; Actinomycetales; 


12 2067008 Micrococcus antarcticus 
cineae; Micrococcaceae; Micrococcus. 
ref|NR_025084.1] Arthrobacter 

2346319 2347775 Arthrobacter 
Micrococcineae; 


ref|NR_025003.1] Arthrobacter 
2454319 2455732 Arthrobacter 
Micrococcineae; 


ref|NR_024783.1| Arthrobacter russicus 
84 Arthrobacter russicus Bacteria; 


ococcineae; Micrococcaceae; Arthrobacter. 
2783881 2783925 65 108 gi|219857127|ref|NR_024755.1| Okibacterium 
in VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 


fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 
526402 Bacteria_16S 2813969 2814013 65 108 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 


strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
526402 Bacteria_16S 


2838177 2838221 65 108 gi 


Cc 


2813767 28152 
occineae; 


219856898 


09 Tetrasphaera elongata Bacteria; 
Intrasporangiaceae; Tetrasphaera. 
ref|NR_024717.1| Agromyces bracchium 


strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


526402 Bacteria_16S 


strain IFO 16235 


strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 


strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 


tolaasinivorans s 


tolaasinivorans B 
Microbacteriaceae 
526402 Bacteria_16S 
16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_16S 
protophormiae str 


strain IAM 14851 


protophormiae Bac 


Micrococcaceae; Arthrobacter. 
526402 Bacteria_16S 


strain DSM 20546 


strain DSM 20545 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


526402 Bacteria_16S 


crystallopoietes 
crystallopoietes 


Micrococcaceae; Arthrobacter. 
526402 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


526402 Bacteria_16S 


strain DSM 43045 


strain DSM 7485 1 


Actinobacteria; Actinobac 
526402 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
526402 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
526402 Bacteria_16S 


strain DSM 20528 


Actinobacteria; Actinobac 
526402 Bacteria_16S 


strain CM2104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 


strain 20-5 16S r 
Actinobacteria; A 


526402 Bacteria_16S 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


526402 Bacteria_16S 


vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 


526402 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


2839739 2839783 65 108 gi 
oc 
2893756 2893800 65 108 


ribosomal RNA, partial sequence 


gi 


Micr 
gi 


oc 
2895251 2895295 65 108 
ribosomal RNA, partial sequence 


oc 
3458435 3458479 65 108 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


al 
e; 
3461476 3461520 65 108 gi 
oc 


3464522 3464566 65 108 gi 
oc 
3466045 3466089 65 108 gi 
DSM 20123 16S ribosomal RNA, partial 


ia; Actinobacteria; Actinobacteridae; 


se 
Ac 


3467567 3467611 65 108 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


rt 
id 


3470611 3470655 65 108 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


3503826 3503870 65 108 gi 
oc 
3512962 3513006 65 


6S ribos 


108 gi 
teridae; Actinomycetales; Micr 
3514486 3514530 65 108 gi 
6S ribos 


oc 


teridae; Actinomycetales; Micr 
3516008 3516052 65 108 gi 
16S ribo 


oc 


teridae; Actinomycetales; Microc 


3517530 3517574 65 108 gi 


ribosomal RNA, partial sequence 
Micr 
gi 


oc 
4023415 4023459 65 108 
ibosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Microc 


219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_16S 219856860 


2893553 28949 


219856859 
2895048 28964 


Micrococcineae; Microbacteriac 

2896745 2896789 65 108 gi| 219856858 |ref|NR_024677.1 

train CM-05 16S ribosomal RNA, partial sequence 2896542 289798 

acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
; Mycetocola. 

2901283 2901323 65 104 gi| 219856855 |ref|NR_024674.1 


219846603 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_16S 219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


526402 Bacteria_16S 219846598 


219846597 


219846595 
Actinomyc 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_16S 219846567 


omal RNA, partial sequence 3512760 35142 


2198465 
omal RNA, partial sequence 3514284 35157 


2198465 
somal RNA, partial sequence 3515805 35172 


2198465 


16S ribosomal RNA, partial sequence 3517327 35187 
teridae; Actinomycetales; Micrococcineae; Microbacteriac 
4011325 4011369 65 108 gi|219846215|ref|NR_025805.1 


4011119 40125 


219846207 
4023267 40246 


ref |NR_024716.1 


7 Mi 
ref 


crobacteriac 
NR_024679.1 


occineae 


; Mi 
ref 


crobacteriac 
NR_024678.1 


occineae 


; Microbacteriac 
ref|NR_026195.1 
sequence 3458220 345969 
Actinomycetales; Microc 


occineae 


ref|NR_026193.1 
33 Arthrobacter 
occineae; Micrococcacea 
ref|NR_026191.1 
79 Arthrobacter 
occineae; Micrococcacea 
quence 


tinomycetale 


ref 
ence 
nomy 


ial sequ 
ae; Acti 


47186 
rococ 


equence 
etales; 


ref |NR_026165.1 


; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
occineae; Microbacteriac 
66 NR_026158.1 


occineae 


ref 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 


occineae 
65 
> Mi 
ref 


crobacteriac 
NR_026156.1 


occineae 
64 


; In 
ref 


occineae trasporangia 


NR_025797.1 


occineae; Microbacteriac 


4058190 4058234 65 108 gi 
rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
itricoccus. 

115431 115478 62 108 gi 
n PYR-1 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

124554 124613 52 109 gi 
in NSP M-1 16S ribosomal RNA, partial 

eria; Nitrospirae; Nitrospirales; Nitr 


ia 
ae 


ue 
A 


se 
os 


526402 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


286053 286096 68 110 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846181 


265678985 


265678979 


265678869 
285875 287290 Mycoplasma testudinis Bacteria; 


ref|NR_025771.1 
ce 4057969 405944 
mycetales; Micro 


1 sequen 
; Actino 
ref|NR_029293.1 

115240 116730 
etales; Coryneba 


nce 
ctinomyc 


ref |NR_029287.1 
124349 125867 
; Nitrospira. 


quence 
piraceae 


Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Arthrobacter 

2 Arthrobacter 

occineae; 


Arthrobacter ramosus 


ramosus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter pascens 


v 


pascens Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter 
2 Arthrobacter 


cineae; Micrococcaceae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Citricoccus 

8 Citricoccus 
coccineae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Nitrospira 
Nitrospira 


ref|NR_029175.1 


Mycoplasma testudinis 


526402 Bacteria_ 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


526402 Bacteria_ 
aerolatum strain 


Bacteria; Actinob 


Microbacterium. 
526402 Bacteria_ 


strain HS-5 16S r 
R 


Actinobacteria; 
526402 Bacteria_ 


indicus strain CI 


16S 580545 580592 62 108 gi 


Mycobacterium. 


16S 618501 618548 62 108 gi 


16S 1704937 1704984 62 108 


ibosomal RNA, partial sequence 


gi 
LT 


16S 2223438 2223485 62 108 gi 


in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ubrobacteridae; Thermoleophilales; The 


R29812 16S ribosomal RNA, partial sequ 


04738 17061 


219857583 
ence 22232 


rmoleophil 


acea 
ref 


e; Thermole 
NR_025171.1 


20 2224715 Thermo 


265678665 |ref|NR_028970.1| Mycobacterium 
sequence 580337 581817 Mycobacterium 

; Actinomycetales; Corynebacterineae; 
265678639|ref|NR_028944.1| Microbacterium 

ce 618371 619715 Microbacterium aerolatum 

ales; Micrococcineae; Microbacteriaceae; 
219878404|ref|NR_025543.1| Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
fo) 


philum. 
Thermodesulfatator 
desulfatator indicus DSM 


15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

526402 Bacteria_16S 2327008 2327055 62 108 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
526402 Bacteria_16S 2405733 2405780 62 108 gi|219857456|ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

526402 Bacteria_16S 2753692 2753739 62 108 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

526402 Bacteria_16S 2820023 2820070 62 108 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

526402 Bacteria_16S 3093754 3093801 62 108 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

526402 Bacteria_16S 3152436 3152483 62 108 gi|219846820|ref|NR_026412.1| Terracoccus luteus 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Terracoccus. 
526402 Bacteria_16S 3339059 3339106 62 108 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

526402 Bacteria_16S 3505355 3505402 62 108 gi|219846572|ref|NR_026164.1| Microbacterium barkeri 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 
526402 Bacteria_16S 3879425 3879472 62 108 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

526402 Bacteria_16S 159588 159634 63 108 gi|265678956|ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

526402 Bacteria_16S 229873 229915 67 108 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
526402 Bacteria_16S 542621 542647 84 110 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 


strain JR 16S rib 


Deferribacteres; 


526402 Bacteria_16S 
strain LV3 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 
VKM Ac-1401 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 
CMS 76r 16S ribos 


Actinobacteridae; 


Bacteria; 


osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
564083 564125 65 106 gi 


bosomal RNA, partial sequence 


911027 911069 65 106 
ibosomal RNA, partial sequence 


gi 


1138232 1138274 65 106 gi 


1209439 1209473 75 
osomal RNA, partial sequence 


108 gi 


1425514 1425556 67 108 gi 


Streptomyces. 


1427079 1427121 67 108 gi 


542382 54390 


563902 56532 
Micr 


910794 91228 
Micr 


omal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Micr 
526402 Bacteria_16S 
DSM 14365 16S rib 
Proteob 
526402 Bacteria_16S 
violaceolatus strain DSM 40438 16S ribosomal RNA, parti 
violaceolatus Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; 
526402 Bacteria_16S 


1209193 12106 
acteria; Deltaproteobacteria; Myxococc 


Deferriba 
265678676 


ococcineae 
265678437 


ococcineae 
253680764 


obacteriac 
228715350 


ales; Nann 
224581441 
al sequenc 
e; Actinom 


0 Deferribacter 
cter 
ref 


NR_028981.1 


7 Mi 
ref 


crobacteriac 
NR_028739.1 
> Mi 
ref 
onia 
eae; 
ref 


crobacteriac 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_027522.1 


ocystineae; Hali 
ref |NR_027223.1 
e 1425302 142681 
ycetales; Strept 


224581440 


coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 


abyssi Bacteria; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Leifsonia rubra strain 
ria; Actinobacteria; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Streptomyces 

1 Streptomyces 
omycineae; 


ref|NR_027222.1 
1426862 142837 


Streptomyces 
6 Streptomyces 


coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
526402 Bacteria_16S 


strain DSM 43030 


strain Z 16S ribo 
Clostridia; 


strain IMC S-0802 


strain IFO 15616 


526402 Bacteria_1 


Streptomyces. 
2110036 2110078 67 


2257030 2257072 67 


Streptomyces. 
2514820 2514862 67 


Clostridiaceae; 
2832137 2832179 67 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 
16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
6S 


2902819 2902865 63 


3399950 3399992 65 


108 gi| 219873436 


16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
526402 Bacteria_16S 


108 219857561 


sequence 


gi 


somal RNA, partial sequence 2514611 2516064 Caloramator coolhaas 
Clostridiales; 
526402 Bacteria_16S 


108 gi|219857367|ref|NR_024955.1 
i 

Caloramator. 
108 gi|219856902|ref|NR_024723.1 
2831928 2833415 Strept 
Streptomycineae; Streptomyceta 
108 gi|219856854|ref|NR_024673.1 


106 gi| 219846645 


strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 34012 


526402 Bacteria_1 
strain NRRL 2418 


Streptomyces. 
526402 Bacteria_1 
strain DSM 40089 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae; 


526402 Bacteria_16S 
strain AT37 16S ribosomal 
Bacteria; Actinobacteria; 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; 


526402 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; 


526402 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


526402 Bacteria_16S 
acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


526402 Bacteria_16S 


6S 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 
DSM 40221 16S ribosomal RNA, partial 


3449224 3449266 67 


3484203 3484245 67 


3490399 3490441 67 


ia; Actinobacteria; Actinobacteridae; 


Streptomyces. 
3637755 3637797 67 


Streptomyces. 
3865628 3865654 84 


6S ribosomal RNA, partial 
Bacteroidia; 


Bacteroidales; 
3919017 3919059 67 
16S ribosomal RNA, 


3922179 3922221 67 


Streptomyces. 
3926920 3926962 67 


Streptomyces. 
4050700 4050746 64 


complete sequence 


108 gi|219846610|ref|NR_026202.1 
3449003 3450520 Strept 
Streptomycineae; Str 
108 gi|219846586|ref|NR_026178.1 


Streptomycineae; 


Actinomycetales; 


ref|NR_025250.1 
30 Streptomyces 


ref |NR_025149.1 
2256827 225829 


Microbacteriac 


ref |NR_026237.1 


99 Streptomyces 


Streptomycineae; 


Streptomyces humiferus 


humiferus Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Streptomyces 
4 Streptomyces 


Streptomycineae; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Arthrobacter sulfureus 


13 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
6S 
16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


; Arthrobacter. 
Streptomyces caelestis 

omyces caelestis 

eptomycetaceae; 


Streptomyces galbus 


galbus Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
108 gi|219846582|ref|NR_026174.1| Streptomyces 
sequence 3490176 3491693 Streptomyces 
Actinomycetales; Streptomycineae; 
108 gi|219846480|ref|NR_026072.1| Streptomyces 
RNA, partial sequence 3637554 3639053 Streptomyces 


Actinobacteridae; 


110 gi| 219846318 
sequence 3865370 38668 
Porphyromonadaceae; 


108 gi| 219846281 |ref|NR_025871.1 
complete sequence 3918787 3920316 Strept 
Streptomycineae; Streptomyceta 

108 gi|219846279|ref|NR_025869.1 


108 gi|219846276|ref|NR_025866.1 
complete sequence 3926691 392822 

Actinomycetales; Strepto 
109 gi|219846186|ref|NR_025776.1 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 


ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


Nocardioidaceae; 


526402 Bacteria_16S 
strain PCL 16S ribosomal RNA, partial sequence 


Fusobacteria. 


526402 Bacteria_16S 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


antiquum Bacteria; 
Brevibacterium. 


526402 Bacteria_16S 


strain ID131577 1 
Actinobacteria; 


H 1 16S ribosomal 
Clostridia; 


Rubrobacteridae; 
526402 Bacteria_16S 


148733 148770 72 


420006 420051 62 


567104 567129 84 


642874 642899 84 


RNA, partial sequence 

Clostridiales; Veillonellaceae; 
526402 Bacteria_16S 
strain 216 16S ribosomal RNA, partial sequence 


707416 707461 65 


108 gi| 265678963 


148511 15001 


106 gi|265678774|ref|NR_029079.1 
sequence 419777 421277 
tinomycetales; Micrococcin 

109 gi|265678674|ref|NR_028979.1 

3 Conexibacter 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


109 gi| 265678622 


642624 644123 Sporomusa 


Sporomusa. 
109 gi 


265678577 


Actinomycetales; 


Porphyromonas. 


sequence 3921948 39234 
Actinomycetales; 


Actinomycetales; Propioni 


Conexibacteraceae; 


Str 


ref|NR_025908.1 
42 Porphyromonas 


dT 


4050504 405187 


ref |NR_029271.1 


Conexiba 
NR_028927.1 
ovata Bacte 


ref 


eptomycineae; 


Porphyromonas macacae 
macacae Bacteria; 


Streptomyces tendae 

omyces tendae Bacteria; 

ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 
mycineae; 


Nocardioides 
7 Nocardioides 


bacterineae; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Conexibacter woesei 


woesei Bacteria; 


cter. 
Sporomusa ovata strain 
ria; Firmicutes; 


ref|NR_028882.1 


Luteococcus peritonei 


707255 708617 Luteococcus peritonei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Luteococcus. 


526402 Bacteria_16S 
strain PSv29 16S 
Proteobacteria; D 
526402 Bacteria_16S 
strain NCTC 13004 
Bacteria; Proteob 
526402 Bacteria_16S 
lithotrophicum st 
lithotrophicum Ba 
526402 Bacteria_16S 
sanguinis strain 


925054 925079 84 


971333 971370 74 


1049326 1049371 62 


1132177 1132222 62 


109 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
110 

16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
106 
rain 17S 16S ribosomal RNA, partial sequence 
cteria; Aquificae; Aquificales; Desulf 
106 
CF63 16S ribosomal RNA, partial sequen 


gi|265678428 


gi| 265678396 
gi| 265678345 


253680768 
ce 


gi 


924822 92631 
Desulfoba 


97110 


obacterale 


urobacteri 


11319 


ref 


ref 


Ss; 


ref 


ref 


0 972566 Campy 
Cc 


1049100 10505 
acea 


55 1133449 Brevi 


NR_028730.1 


aceae; Desu 
NR_028698.1 


ampylobacte 
NR_028647.1 


e; Balneari 
NR_028016.1 


1 


ak 
xr 


8 


um. 


b 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 
cter 


fofaba. 
Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 
Balnearium 
0 Balnearium 


Brevibacterium 
acterium sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

526402 Bacteria_16S 1218327 1218372 65 109 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

526402 Bacteria_16S 1508882 1508959 33 108 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
526402 Bacteria_16S 2564452 2564477 84 109 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

526402 Bacteria_16S 2626016 2626061 65 109 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

526402 Bacteria_16S 3756680 3756721 68 108 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 4120175 4120220 62 106 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
526402 Bacteria_16S 4794 4818 84 108 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

526402 Bacteria_16S 6256 6280 84 108 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

526402 Bacteria_16S 7713 7737 84 108 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

526402 Bacteria_16S 25993 26017 84 108 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 51749 51773 84 108 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

526402 Bacteria_16S 87763 87787 84 108 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
526402 Bacteria_16S 100100 100124 84 108 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

526402 Bacteria_16S 123100 123144 65 108 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
526402 Bacteria_16S 150326 150350 84 108 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 161098 161122 84 108 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 180816 180840 84 108 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 187043 187067 84 108 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 197626 197650 84 108 gi|265678931|ref|NR_029239.1| Clostridium 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 


chartatabidum Bacteria; 


Firmicutes; Clostridia; 


Clostridiales; 


197405 198934 Clostridium 


Clostridiaceae; 


cl 


ostridium. 


526402 Bacteria_16S 
beijerinckii stra 
beijerinckii Bact 
526402 Bacteria_16S 


strain 1H 9 16S 
Proteobacteria; 


strain JW/AS-Y6 1 


G 
526402 Bacteria_16S 
kaustophilus stra 
kaustophilus Bact 
526402 Bacteria_16S 
F186 16S ribosoma 
Alphaproteobacter 
526402 Bacteria_16S 


6S ribosomal RNA, 


complete sequence 257219 25873 


210152 210176 84 108 gi| 265678922 |ref|NR_029230.1| Clostridium 
in McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214785 214809 84 108 gi|265678919|ref|NR_029227.1| Halomonas elongata 
ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

219433 219457 84 108 gi|265678916|ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

254465 254489 84 108 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

257472 257496 84 108 gi|265678890|ref|NR_029198.1| Moorella glycerini 


1 Moorella glycerini Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
526402 Bacteria_16S 324128 324152 84 108 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

526402 Bacteria_16S 375358 375382 84 108 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

526402 Bacteria_16S 417031 417055 84 108 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
526402 Bacteria_16S 418502 418526 84 108 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

526402 Bacteria_16S 432453 432477 84 108 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

526402 Bacteria_16S 441736 441780 66 109 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

526402 Bacteria_16S 452476 452500 84 108 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


strain R 16089 16 
Firmicutes; Bacil 


526402 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


526402 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


526402 Bacteria_16S 


contaminans strai 
contaminans Bacte 


526402 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


526402 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


526402 Bacteria_16S 


strain 3wC2 16S r 
Firmicutes; Clost 


526402 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


526402 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


526402 Bacteria_16S 


strain CMS90 16S 
Actinobacteria; A 


526402 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


526402 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


526402 Bacteria_16S 


S ribosomal RNA, complete sequence 
lales; Macrococcus. 

454074 454098 84 108 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

473839 473863 84 108 gi 
rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; E 
525857 525881 84 108 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
531913 531937 84 108 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
585098 585122 84 108 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
589586 589610 84 108 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
606168 606192 84 108 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
633635 633659 84 108 gi 


gi 


gi 


Fusoba 
gi 


obacteriales; Fusobacteriaceae; 
646004 646048 65 108 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
653372 653396 84 108 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
657892 657916 84 108 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


452220 45376 


265678751 


453819 45536 


265678735 
sequence 


265678701 
equence 


265678697 


531745 53318 


265678662 
58488 


265678659 


589361 59079 
Clostridiu 


265678647 
nce 60592 
cillus. 

265678628 


6S ribosomal RNA, partial sequence 633402 63487 


cterium. 
265678620 


645783 64725 
ococcineae 


265678614 
ence 65316 
idiaceae; 

265678610 


657665 65912 
Anaerosti 


730544 730568 84 108 gi 


265678561 


silvestris strain HR3-23 16S ribosomal RNA, partial sequence 


silvestris Bacter 


ia; Firmicutes; Bacillales; Planococca 


ceae; Soli 


nterococca 


ae; Anoxyb 


ref|NR_029056.1 


ref|NR_029040.1 
473588 475066 
ceae; Enterococc 
ref|NR_029006.1 
525601 527141 
acillus. 
ref|NR_029002.1 


ref |NR_028967.1 
8 586308 Bacill 
ref |NR_028964.1 
Mm. 


ref |NR_028952.1 
0 607435 Oceano 


ref |NR_028933.1 
3 Fusobacterium 


ref |NR_028925.1 
9 Arthrobacter 
; Micrococcaceae 
ref|NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref |NR_028915.1 
0 Anaerostipes 
pes. 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Enterococcus 
Enterococcus 
us. 
Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Oceanobacillus 
bacillus picturae 


Fusobacterium equinum 
equinum Bacteria; 


Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 


Caloranaerobacter 
naerobacter azorensis 
ry 

Anaerostipes caccae 


caccae Bacteria; 


ref|NR_028865.1 
730321 731827 
bacillus. 


Solibacillus 
Solibacillus 


gi 


219846424 


sequence 


gi 


sequence 


gi 


sequence 


gi 


gi 


sequence 


gi 


sequence 


gi 
gi 


gi 


sequence 


gi 


gi 


219846422 
37193 
219846420 
37209 
219846419 
37224 
219846418 


219846417 


219846416 
37269 
219846415 


219846414 


219846413 
37313 
219846412 
37327 
219846411 


219846410 
37357 
219846409 
SILL 
219846408 
37386 
219846407 
37400 
219846406 
37415 
219846405 
37430 
219846404 
37444 
219846403 
37459 
219846402 
37474 
219846401 
37503 
219846398 
37504 
219846397 
37519 
219846396 
37534 
219846395 
37549 
219846394 
37579 
219846393 
37579 
219846392 
37610 
219846391 
37625 
219846390 


sequence 


gi 


219846388 


sequence 


gi 


gi 


219846387 
37655 
219846386 


sequence 


gi 


ribosomal RNA, partial sequence 


gi 


219846385 


219846384 
37714 


ref |NR_026015.1 


3717841 371934 


ref|NR_026013.1 
95 3720901 
ref|NR_026011.1 
52 3722442 
ref|NR_026010.1 
93 3723989 
ref|NR_026009.1 

3724040 37254 
ref|NR_026008.1 


3725501 372690 


ref|NR_026007.1 
57 3728359 
ref |NR_026006.1 


3728410 372981 


ref|NR_026005.1 


3729869 373127 


ref |NR_026004.1 
23 3732731 
ref|NR_026003.1 
82 3734190 
ref|NR_026002.1 


3734241 373565 


ref|NR_026001.1 
06 3737114 
ref|NR_026000.1 
65 3738577 
ref|NR_025999.1 
28 3740040 
ref|NR_025998.1 
91 3741506 
ref|NR_025997.1 
57 3742969 
ref|NR_025996.1 
20 3744434 
ref|NR_025995.1 
85 3745896 
ref |NR_025994.1 
47 3747357 
ref |NR_025993.1 
08 3748820 
ref |NR_025992.1 
67 
ref|NR_025989.1 
18 3751892 
ref|NR_025988.1 
43 3753408 
ref |NR_025987.1 
59 3754932 
ref|NR_025986.1 
83 3756434 
ref|NR_025985.1 
42 
ref |NR_025984.1 
93 3759456 
ref|NR_025983.1 
25 

ref 
47 

ref 


NR_025982.1 


NR_025981.1 


3762598 376407 


ref|NR_025979.1 


3764125 376551 


ref|NR_025978.1 
67 3766920 
ref|NR_025977.1 


3766971 376838 


ref|NR_025976.1 


ref 
22 


NR_025975.1 


5 


Halothiobacillus halophilus strain DSM 6132 16S ribosomal RNA, partial 
Peidaetanss chauvoei strain 2585 16S ribosomal RNA, complete sequence 
Mycobacterium hassiacum strain 3849 16S ribosomal RNA, partial sequence 
Bacillus sporothermodurans strain M215 16S ribosomal RNA, partial sequence 


Actinomadura verrucosospora strain A-184 16S ribosomal RNA, partial 
0 
Actinomadura rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
6 
Actinomadura macra strain FD 25934 16S ribosomal RNA, partial sequence 


Actinomadura luteofluorescens strain 04745 16S ribosomal RNA, partial 
8 
Actinocorallia libanotica strain IFO 14095 16S ribosomal RNA, partial 
2 
Actinomadura coerulea strain IFO 14679 16S ribosomal RNA, partial sequence 


Actinomadura atramentaria strain SF2197 16S ribosomal RNA, partial sequence 


Microbispora rosea subsp. aerata strain P132 16S ribosomal RNA, partial 
5 


Nonomuraea spiralis strain IFO 14097 16S ribosomal RNA, partial sequence 
Nonomuraea recticatena strain IFO 14525 16S ribosomal RNA, partial sequence 
Nonomuraea polychroma strain IFO 14345 16S ribosomal RNA, partial sequence 
Microtetraspora niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 


Microtetraspora fusca strain T/457 16S ribosomal RNA, partial sequence 


Nonomuraea ferruginea strain IFO 14094 16S ribosomal RNA, partial sequence 


Nonomuraea fastidiosa strain 104 16S ribosomal RNA, partial sequence 


Nonomuraea angiospora strain IFO 13155 16S ribosomal RNA, partial sequence 


Nonomuraea africana strain IFO 14745 16S ribosomal RNA, partial sequence 


Vibrio scophthalmi strain A089 16S ribosomal RNA, partial sequence 3748871 
Mycoplasma ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 


Mycoplasma canadense strain 275c 16S ribosomal RNA, partial sequence 


Mycoplasma bovoculi strain M165/69 16S ribosomal RNA, partial sequence 


Mycoplasma bovirhinis strain PG43 16S ribosomal RNA, partial sequence 


Mycoplasma alvi strain Isley 16S ribosomal RNA, partial sequence 3756485 


Mycoplasma alkalescens strain PG51 16S ribosomal RNA, partial sequence 


Borrelia coriaceae strain Co53T 16S ribosomal RNA, partial sequence 3759507 
Geobacter chapelleii strain 172 16S ribosomal RNA, partial sequence 3761076 


Butyrivibrio fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial 
4 
Desulfotomaculum thermocisternum strain ST90 16S ribosomal RNA, partial 
6 
Desulfovibrio acrylicus strain W218 16S ribosomal RNA, partial sequence 


Desulfovibrio gabonensis strain SEBR 2840 16S ribosomal RNA, partial 
7 

Clavibacter michiganensis subspecies tessellarius strain 78181 16S 
3768438 3769927 


Ralstonia syzygii strain R001 16S ribosomal RNA, partial sequence 3769978 


526402 Bacteria_16S 
jannaschii strain 
Proteob 
526402 Bacteria_16S 
strain VPI D 75 B 
Clost 
526402 Bacteria_16S 
haemoperoxidus st 
haemoperoxidus Ba 
526402 Bacteria_16S 
moraviensis strai 
Firmicu 
526402 Bacteria_16S 
strain U 16S ribo 


Bacteria; 


Firmicutes; 


Bacteria; 


Bacillales; Bacil 


526402 Bacteria_16S 


microaerophilum s 


microaerophilum B 


Propionibacteriac 


526402 Bacteria_16S 


strain E6844 16S 
Firmicutes; 


Bacteroidetes; 


Proteobacteria; 


strain DO 14784 1 
Proteobacteria; 


strain B1333 16S 
Firmicutes; Lacto 


526402 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


526402 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


526402 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


526402 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


526402 Bacteria_16S 


strain Althfl 16S 


Lacto 
526402 Bacteria_16S 
caldoxylosilyticu 
caldoxylosilyticu 
526402 Bacteria_16S 
pseudoavium strai 
pseudoavium Bacte 
526402 Bacteria_16S 
strain SS-2 16S r 
Sp 
526402 Bacteria_16S 
strain I-75 16S r 
G 
526402 Bacteria_16S 


G 
526402 Bacteria_16S 


laceae; Geobacillus. 
854627 854671 65 108 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

897119 897143 84 108 
ribosomal RNA, partial sequence 


gi 


1 RNA, complete sequence 
laceae; Bacillus. 

1176164 1176188 84 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1212421 1212445 84 108 
ribosomal RNA, partial sequence 


108 gi 


Clostr 
gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


526402 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


526402 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


526402 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


526402 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


526402 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


526402 Bacteria_16S 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 


1224402 1224426 84 108 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1241176 1241212 75 110 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1265123 1265147 84 108 gi 
ridiales; Clostridiaceae; Clostridium. 
1296626 1296650 84 108 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

1314899 1314923 84 108 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1322637 1322661 84 108 gi 


gi 


somal RNA, partial sequence 839468 840930 Geoba 


896853 89837 


6S ribosomal RNA, partial sequence 991068 99256 


ammaproteobacteria; Enterobacteriales; Enterobac 
995957 995981 84 108 gi| 265678380 
ribosomal RNA, complete sequence 995703 99724 
bacillales; Carnobacteriaceae; Granulicatella. 
1055294 1055318 84 108 gi| 265678340 
n 015-7 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Bacillaceae; Parali 
1080712 1080736 84 108 gi| 265678322 
ribosomal RNA, partial sequence 1080469 10819 
lales; Bacillaceae; Bacillus. 
1086784 1086808 84 108 gi| 265678318 


1086532 1088056 Bacil 


1264886 1266379 Clostridium grantii Bacteria 


812278 812302 84 108 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
827477 827501 84 108 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 
830587 830611 84 108 gi| 265678492 |ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
832144 832168 84 108 gi| 265678491 |ref|NR_028794.1| Enterococcus 
n 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 
839698 839722 84 108 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 


cillus uzenensis Bacteria; Firmicutes; 


265678475|ref|NR_028778.1| Propionibacterium 
equence 854408 855931 Propionibacterium 
dae; Actinomycetales; Propionibacterineae; 

265678446 |ref|NR_028748.1| Enterococcus avium 


6 Enterococcus avium Bacteria; 


bacillales; Enterococcaceae; Enterococcus. 

957506 957530 84 108 gi|265678406|ref|NR_028708.1| Geobacillus 
s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

962138 962162 84 108 gi| 265678403 |ref|NR_028705.1| Enterococcus 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

975904 975928 84 108 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
ibosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

989743 989767 84 108 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 
ibosomal RNA, partial sequence 989496 991017 Citrobacter sedlakii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

991314 991338 84 108 gi| 265678383 |ref|NR_028685.1| Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 
teriaceae; Citrobacter. 

ref|NR_028682.1| Granulicatella elegans 
0 Granulicatella elegans Bacteria; 


ref|NR_028642.1| Paraliobacillus 
1055053 1056552 Paraliobacillus 

obacillus. 

ref|NR_028624.1| Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


ref 
lus 


NR_028620.1 
akibai Bacte 


228718376|ref|NR_027573.1| Clostridium bartlettii 
1175949 1177377 Clostridium bartlettii DSM 16795 

idiaceae; Clostridium. 

224581437|ref|NR_027219.1| Halomonas axialensis 
1212209 1213646 Halomonas axialensis Bacteria; 

Halomonadaceae; Halomonas. 

219878314|ref|NR_025453.1| Streptococcus 

1 sequence 1224170 1225671 Streptococcus 

ptococcaceae; Streptococcus. 

219878120|ref|NR_025259.1| Sulfurihydrogenibium 

1 sequence 1240965 1242411 Sulfurihydrogenibium 

genothermaceae; Sulfurihydrogenibium. 

219846539|ref|NR_026131.1| Clostridium grantii Al 

; Firmicutes; 

219857534|ref|NR_025122.1]| Bacillus endophyticus 
1296399 1297868 Bacillus endophyticus Bacteria; 

228716557|ref|NR_027552.1| Bacillus subtilis 

1 sequence 1314657 1316173 Bacillus subtilis 

laceae; Bacillus. 

228715345|ref|NR_027517.1| Streptococcus 


1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 
Streptococcaceae; Streptococcus. 
526402 Bacteria_16S 1345596 1345640 65 108 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
526402 Bacteria_16S 1356221 1356245 84 108 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
526402 Bacteria_16S 1360676 1360720 65 108 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 
526402 Bacteria_16S 1389380 1389404 84 108 gi|228716586|ref|NR_027553.1| Bdellovibrio 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
Bdellovibrio. 
526402 Bacteria_16S 1419351 1419375 84 108 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
526402 Bacteria_16S 1433286 1433310 84 108 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 
526402 Bacteria_16S 1434814 1434838 84 108 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
526402 Bacteria_16S 1454657 1454681 84 108 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
526402 Bacteria_16S 1495444 1495468 84 108 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 1495267 1496682 Tolumonas auensis DSM 9187 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tolumonas. 
526402 Bacteria_16S 1513383 1513407 84 108 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 


strain 34hsl1 16S 
Firmicutes; 


Bacteria; 


Bacillales; Bacil 


Bacil 
526402 Bacteria_16S 
ayderensis strain 
Firmicu 
526402 Bacteria_16S 
kestanbolensis st 
kestanbolensis Ba 
526402 Bacteria_16S 
LMG 22167 16S rib 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1554354 1554378 84 108 gi 


osomal RNA, partial sequence 
laceae; Bacillus. 


1513128 15146 


219857209 


1585730 15872 


43 Bacillus odysseyi Bacteria; 


ref |NR_024837.1| Anoxybacillus 


AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
tes; Bacillales; Bacillaceae; Anoxybacillus. 

1561773 1561797 84 108 gi| 219846143 |ref|NR_025733.1| Anoxybacillus 
rain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
cteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

1585963 1585987 84 108 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 


33 Bacillus humi Bacteria; Firmicutes; 


526402 Bacteria_16S 1625578 1625622 65 108 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

526402 Bacteria_16S 1636244 1636268 84 108 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 


Bacillales; Bacil 


526402 Bacteria_16S 


R-15447 16S ribos 


laceae; Bacillus. 
1637735 1637759 84 
omal RNA, partial sequence 


108 gi 


219878451 
1637503 1638932 Bacil 


Bacillus vireti strain 
ria; Firmicutes; 


ref 
lus 


NR_025590.1 
vireti Bacte 


Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 1651420 1651444 84 108 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 1666796 1666820 84 108 gi|219878430|ref|NR_025569.1| Escherichia albertii 
strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

526402 Bacteria_16S 1684978 1685002 84 108 gi|219878418|ref|NR_025557.1| Bacillus aeolius 


strain 4-1 16S ri 
Firmicutes; Bacil 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1684753 16861 


55 Bacillus aeolius Bacteria; 


526402 Bacteria_16S 1689528 1689552 84 108 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

526402 Bacteria_16S 1701959 1701983 84 108 gi| 219878406 |ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

526402 Bacteria_16S 1706481 1706505 84 108 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


526402 Bacteria_1 


6S 1752135 1752159 84 108 gi 


219878372 


strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 


Firmicutes; 


Bacillales; 


Bacillaceae; Bacillus. 


ref |NR_025511.1 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


526402 Bacteria_16S 1759806 1759850 65 108 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

526402 Bacteria_16S 1761327 1761371 65 108 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

526402 Bacteria_16S 1767295 1767319 84 108 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

526402 Bacteria_16S 1777791 1777815 84 108 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

526402 Bacteria_16S 1783811 1783835 84 108 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

526402 Bacteria_16S 1823558 1823582 84 108 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

526402 Bacteria_16S 1828033 1828057 84 108 gi|219878317|ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
526402 Bacteria_16S 1870687 1870711 84 108 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


strain 3S-1 16S r 


Firmicutes; Bacil 


526402 Bacteria_16S 


strain DSM 11713 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


1890746 1890770 84 108 gi 


1870444 18719 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


ref |NR_025409.1 


75 Geobacillus vulcani Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 1892267 1892291 84 108 gi|219878269|ref|NR_025408.1] Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 1914604 1914628 84 108 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CMl 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

526402 Bacteria_16S 1940532 1940556 84 108 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 


strain LMG 18435 
Firmicutes; Bacil 


526402 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


526402 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


526402 Bacteria_16S 


strain 581 16S r 


lales; Bacillaceae; Bacillus. 


1942078 1942102 84 108 gi 
Paenibacillus. 
108 gi 


lales; Paenibacillaceae; 


1945242 1945266 84 
lales; Bacillaceae; Bacillus. 

1973884 1973908 84 108 
ibosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 1940300 19418 


219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


219878212 
1973642 19751 


ref |NR_025372.1 
47 Paenibacillus 


ref |NR_025370.1 


ref|NR_025351.1 


02 Bacillus shackletonii Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

526402 Bacteria_16S 1978581 1978605 84 108 gi|219878209|ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
526402 Bacteria_16S 2031891 2031915 84 108 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

526402 Bacteria_16S 2074957 2074981 84 108 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

526402 Bacteria_16S 2119182 2119206 84 108 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

526402 Bacteria_16S 2123677 2123701 84 108 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 2155313 2155337 84 108 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

526402 Bacteria_16S 2191838 2191862 84 108 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 


strain Z-7792 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


2191612 2193037 Amphibacillus tropicus Bacteria; 


526402 Bacteria_16S 2231129 2231165 75 110 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

526402 Bacteria_16S 2258597 2258621 84 108 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

526402 Bacteria_16S 2266381 2266405 84 108 gi|219857555|ref|NR_025143.1| Geobacillus toebii 


strain SK-1 16S r 


Firmicutes; Bacil 


526402 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


526402 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


526402 Bacteria_16S 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


526402 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


526402 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


526402 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


526402 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


526402 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


526402 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


526402 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


526402 Bacteria_16S 
16S ribosomal RNA, partial sequence 2449732 24511 


strain KCTC 3666 
Firmicutes; Bacil 


526402 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


526402 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


526402 Bacteria_16S 


nitratis strain A 
Bacteria; Proteob 


526402 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


526402 Bacteria_16S 


strain AN1 16S ri 
Proteobacteria; A 


526402 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


526402 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


526402 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


526402 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2280169 2280193 84 108 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2284761 2284785 84 108 gi 
54 16S ribosomal RNA, partial sequence 


gi 


lales; Thermoactinomycetaceae; Laceyella 
2453018 2453042 84 108 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2463469 2463493 84 108 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2469647 2469671 84 108 gi 
LJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2507254 2507278 84 108 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2567527 2567551 84 108 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
2569009 2569033 84 108 gi 
ain SPL77A 16S ribosomal RNA, partial 

teria; Firmicutes; Clostridia; Clostri 
2589043 2589067 84 108 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2592196 2592220 84 108 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2636647 2636671 84 108 gi 
1 16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 


1 
ti 


s 
ia 


ce 
al 


ce 


id 


rh 


se 


di 


cu 


cu 


E 


526402 Bacteria_16S 


strain IM1 16S ri 


2662354 2662378 84 108 gi 


2266147 22676 


219857546 
2279959 22814 


219857542 


219857417 
219857407 
219857403 
219857372 
219857289 
2567339 25687 
219857288 
219857275 
219857273 


219857233 


219857215 


22845 


sequence 
nomyceta 


equence 
les; Clo 


24694 


es; Ecto 


25070 
iaceae; 


izobiace 


quence 


ales; Cl 


25888 
s. 


25919 
s. 


26364 
nterobac 


ref|NR_025134.1 


ref|NR_025130.1 
30 2285939 Bacill 


ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref|NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref |NR_024920.1 


ae; Nitrobacter 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 


bosomal RNA, partial sequence 


57 Geobacillus toebii Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


lales; Bacillaceae; Bacillus. 

2286201 2286225 84 108 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
train ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 

2301125 2301149 84 108 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 

2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

2311834 2311858 84 108 gi|219857521|ref|NR_025109.1| Geobacillus 
in 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
tes; Bacillales; Bacillaceae; Geobacillus. 

2345034 2345058 84 108 gi|219857497|ref|NR_025085.1| Paenibacillus 
n A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

2381429 2381453 84 108 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 

ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
lales; Bacillaceae; Bacillus. 

2393646 2393670 84 108 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 

ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

2395122 2395146 84 108 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

2427198 2427222 84 108 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
bosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

2449946 2449970 84 108 gi|219857419|ref|NR_025007.1| Laceyella putida 


92 Laceyella putida Bacteria; 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 
Clostridium 

2 Clostridium 
stridium. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thermohalobacter 
halobacter berrensis 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Clostridium 

8 Clostridium 

ostridium. 

Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 


ref |NR_024843.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 


Methylopila capsulata 


2662145 2663475 Methylopila capsulata Bacteria; 


526402 Bacteria_16S 
parasanguinis strain ATCC 15912 16S ribosomal RNA, part 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobac 
526402 Bacteria_16S 


sanguinis strain 


sanguinis Bacteria; Firmicutes; Lactobacillales; 
526402 Bacteria_16S 


straminisolvens s 


straminisolvens B 
526402 Bacteria_16S 
voinovskiensis st 
voinovskiensis Ba 
526402 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


526402 Bacteria_16S 
strain 15-1 16S r 


Firmicutes; Bacil 


526402 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


526402 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


526402 Bacteria_16S 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


526402 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


526402 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


526402 Bacteria_16S 


parontospora subs 


Planomonospora parontospora subsp. 


Actinomycetales; 


526402 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


526402 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


526402 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


526402 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


526402 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


526402 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


526402 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


526402 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


526402 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


526402 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


2663773 2663797 84 108 gi 


2665335 2665359 84 108 gi 
ATCC 10556 16S ribosomal RNA, partial 
Strept 
2682045 2682069 84 108 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
2696731 2696755 84 108 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2698285 2698309 84 108 gi 


oc 


ri 


ac 


laceae; Bacillus. 

2711824 2711848 84 108 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2727064 2727100 75 110 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2730092 2730128 75 110 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
2752199 2752243 65 108 gi 
JCM 9374 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
eae; Planomonospora. 

2817038 2817062 84 108 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


gi 


qu 
en 


Oc 


1 
si 


2818533 2818577 65 108 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 

2821520 2821564 65 108 gi 
antibiotica strain JCM 3094 16S rib 


2 
1 
e; 


p.- Os 
Streptosporangineae; Streptosporangiac 
2869144 2869168 84 108 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2872302 2872326 84 108 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2875466 2875490 84 108 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2878613 2878637 84 108 
somal RNA, partial sequence 2878366 
laceae; Bacillus. 

2880178 2880202 84 108 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2881731 2881755 84 108 

S ribosomal RNA, partial sequence 


ea 


ar 
ci 


gi 


gi 


gi 


gi 


ia 
il 

219857213 
se 


2711598 27 


2729867 27 


219857214 
1 sequen 
Ss 


lales; 


quence 


quence 
diales; 


219857190 
eq 


uence 
eae; 


219857180 
129 


219857169 


ence 
other 


ystin 


ence 


219856912 
sequence 
pelotric 


19856911 
sequence 
Actinomycet 


219856909 
omal RNA, 
antibiotica Bacteria; Actinobacteria; 
Plano: 
219856878 
tial seq 


e; 


llaceae; 


219856876 
2872057 28735 


219856874 
2875223 28767 


219856872 
2879894 Bacil 


219856871 
2879945 28814 


219856870 
2881499 28830 


526402 Bacteria_16S 


raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 


raffinosus Bacter 


ia; Firmicutes; Lactobacillales; 


Enterococcaceae; 


occaceae 
219857201 
se 


Ano 
219857189 


2698052 2699555 Bacil 


mac 
219857167 

313 
eae 
219857151 


inomycet 


ref |NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref |NR_024841.1 

2665089 266654 
; Streptococcus. 
ref |NR_024829.1 

2681812 268325 
Clostridiaceae; 
ref|NR_024818.1 

2696496 269800 
xybacillus. 
ref|NR_024817.1 
lus asahii Bacte 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Clostridium 
8 Clostridium 
Clostridium. 
Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


ref|NR_024808.1| Bacillus vietnamensis 
85 Bacillus vietnamensis Bacteria; 


ref|NR_024797.1 

2726822 272832 
eae; Persephonel 
ref|NR_024795.1 


Persephonella 
8 Persephonella 
la. 

Plesiocystis pacifica 
50 Plesiocystis pacifica Bacteria; 
; Nannocystaceae; Plesiocystis. 
ref|NR_024779.1| Planomonospora 

2752000 2753445 Planomonospora 

ales; Streptosporangineae; 


, 


’ 


ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


ref|NR_024732.1 
2818334 281977 
ales; Strept 


Planomonospora 
7 Planomonospora 
osporangineae; 


ref 
pa 


NR_024730.1| Planomonospora 
rtial sequence 2821321 2822766 
Actinobacteridae; 
mono 
ref 
uenc 


spora. 
NR_024697.1 
e 286889 


Bacillus 

6 2870426 Bacillus 
Bacillus; Bacillus cereus group. 
ref|NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 
ria; Firmicutes; 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024690.1| Bacillus carboniphilus 
48 Bacillus carboniphilus Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


lales; Bacillaceae; Bacillus. 

2910538 2910562 84 108 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
n ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
ria; Firmicutes; Bacillales; Staphylococcus. 

2924344 2924368 84 108 gi|219856840|ref|NR_024659.1| Streptococcus peroris 

ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

2998532 2998556 84 108 gi|219846924|ref|NR_026516.1| Anoxybacillus 
in DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

3000105 3000129 84 108 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
6S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
lales; Bacillaceae; Geobacillus. 

3024270 3024294 84 108 gi| 219846907 |ref|NR_026499.1| Enterococcus 


3024035 3025459 Enterococcus 
Enterococcus. 


526402 Bacteria_1 
strain I50 16S ri 
Firmicutes; Erysi 
526402 Bacteria_1 
strain DS1 16S ri 
Clost 
526402 Bacteria_1 
sartagoforme stra 
sartagoforme Bact 
526402 Bacteria_16S 


Firmicutes; 


strain WV6 16S ri 


Firmicutes; 


Firmicutes; 


nesterenkovii Bac 
Dermabacteraceae; 


526402 Bacteria_16S 
16S ribosomal RNA, partial sequence 3361953 33634 


strain DSM 20748 


Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

526402 Bacteria_16S 3398420 3398460 69 108 gi|219846646|ref|NR_026238.1 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 339968 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

526402 Bacteria_16S 3401476 3401520 65 108 gi|219846644|ref|NR_026236.1 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
526402 Bacteria_16S 3452356 3452400 65 108 gi|219846608|ref|NR_026200.1 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 34536 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
526402 Bacteria_16S 3456940 3456984 65 108 gi|219846605|ref|NR_026197.1 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
526402 Bacteria_16S 3462999 3463043 65 108 gi|219846600|ref|NR_026192.1 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 346278 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Micrococcaceae; Arthrobacter. 

526402 Bacteria_16S 3499411 3499435 84 108 gi|219846576|ref|NR_026168.1 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

526402 Bacteria_16S 3500882 3500906 84 108 gi| 219846575 |ref|NR_026167.1 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 3528256 3528280 84 108 gi| 219846557 |ref|NR_026149.1 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 35294 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 3529754 3529778 84 108 gi|219846556|ref|NR_026148.1 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 353100 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
526402 Bacteria_16S 3531282 3531306 84 108 gi| 219846555 |ref|NR_026147.1 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacter 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

526402 Bacteria_16S 3532729 3532753 84 108 gi|219846554|ref|NR_026146.1 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 35339 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

526402 Bacteria_16S 3540515 3540539 84 108 gi|219846549|ref|NR_026141.1 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 3546736 3546760 84 108 gi| 219846545 |ref|NR_026137.1 
strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
526402 Bacteria_16S 3583124 3583148 84 108 gi|219846520|ref|NR_026112.1 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 358438 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
526402 Bacteria_16S 3592413 3592437 84 108 gi|219846513|ref|NR_026105.1 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 3595482 3595506 84 108 gi|219846511|ref|NR_026103.1 


strain 743A 16S r 
Firmicutes; Clost 


Clost 
526402 Bacteria_16S 
DSM 10228 16S rib 
Clost 
526402 Bacteria_16S 
nesterenkovii str 


6S 3030314 3030338 84 108 
bosomal RNA, partial sequence 


gi 


219846903 


3030089 30315 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
6S 3034926 3034950 84 108 gi|219846899|ref|NR_026491.1 
bosomal RNA, partial sequence 3034695 30361 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
6S 3036449 3036473 84 108 gi|219846898|ref|NR_026490.1 
in DSM 1292 16S ribosomal RNA, partial sequence 3036217 303768 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 

3248211 3248235 84 108 gi| 219846755 |ref|NR_026347.1 
bosomal RNA, partial sequence 3247999 32493 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3264656 3264680 84 108 gi|219846744|ref|NR_026336.1 
osomal RNA, partial sequence 3264433 32658 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3357480 3357524 65 108 gi|219846678|ref|NR_026270.1 
ain DSM 9573 16S ribosomal RNA, partial sequence 3357257 335877 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Brachybacterium. 

3362191 3362215 84 108 gi| 219846675 |ref|NR_026267.1 


ibosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


ref |NR_026495.1 


41 Salimicrobium 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 
6 Clostridium 
stridium. 

Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Brachybacterium 
0 Brachybacterium 
occineae; 


Salimicrobium album 
album Bacteria; 


Arthrobacter 
5 Arthrobacter 


cineae; Micrococcaceae; 


Arthrobacter oxydans 


oxydans Bacteria; 
e: 


Arthrobacter. 
Micrococcus lylae 


’ 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

4 3464255 Arthrobacter 


ococcineae; 


, 


Cetobacterium ceti 
ceti Bacteria; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 
Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Porphyromonas cansulci 
cansulci Bacteria; 


Clostridium 
5 Clostridium 
Clostridium. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium. 


Clostridium populeti 


3595254 3596742 Clostridium populeti Bacteria; 


526402 Bacteria_16S 
strain NCIMB 1493 
Firmicutes; Bacillales; 


3610705 3610729 84 
16S ribosomal RNA, partial sequence 
Planococcaceae; 


108 


Planococcus. 


gi|219846498 


36104 


3710670 3710694 84 108 


219846429 


Planococcus citreus 
occus citreus Bacteria; 


ref|NR_026090.1 
51 3611882 Planoc 


526402 Bacteria_16S 


gi 


ref|NR_026020.1 


Clostridium septicum 


strain Pasteur III 16S ribosomal RNA, partial 


sequence 


37104 


25 3711931 Clostridium septicum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 3719640 3719664 84 108 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 3722720 3722744 84 108 gi|219846419|ref|NR_026010.1] Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 3836798 3836822 84 108 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

526402 Bacteria_16S 3867151 3867175 84 108 gi|219846317|ref|NR_025907.1| Porphyromonas levii 
strain ATCC 29147 16S ribosomal RNA, partial sequence 3866893 3868368 Porphyromonas levii Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

526402 Bacteria_16S 3893423 3893447 84 108 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

526402 Bacteria_16S 3904090 3904114 84 108 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

526402 Bacteria_16S 3959526 3959550 84 108 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 3993343 3993367 84 108 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

526402 Bacteria_16S 4055160 4055184 84 108 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

526402 Bacteria_16S 4056648 4056672 84 108 gi| 219846182 |ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

526402 Bacteria_16S 4105020 4105044 84 108 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

526402 Bacteria_16S 4130820 4130844 84 108 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

526402 Bacteria_16S 4132393 4132417 84 108 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

526402 Bacteria_16S 4196862 4196886 84 108 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

526402 Bacteria_16S 4207319 4207343 84 108 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

526402 Bacteria_16S 4211897 4211921 84 108 gi| 219846067 |ref|NR_025657.1| Geobacillus lituanicus 


strain N-3 16S ribosomal 
Firmicutes; Bacillales; 
526402 Bacteria_16S 


RNA, 
Bacillaceae; 


4243678 4243722 65 


complete sequence 


Geobacillus. 
108 


strain C3H-21 16S ribosomal RNA, partial sequence 


4211641 42131 


gi|219722939 
4243475 42448 


63 Geobacillus lituanicus Bacteria; 


ref|NR_024571.1| Brachybacterium muris 
83 Brachybacterium muris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
526402 Bacteria_16S 42482 42529 62 108 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

526402 Bacteria_16S 84768 84815 62 108 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
526402 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 
Coprothermobacter 
526402 Bacteria_16S 203915 203958 68 

thermophilum strain H-6-12 16S ribosomal RNA, 


202318 202357 68 


teria; Firmicutes; 


Streptosporangineae; Nocardiopsaceae; 


Clostridia; 


ain BT 16S ribosomal RNA, partial sequence 20208 


complete sequence 


Nocardiopsis. 
106 gi| 265678928 |ref|NR_029236.1| Coprothermobacter 
7 203611 Coprothermobacter 
Thermoanaerobacterales; Thermodesulfobiaceae; 
110 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 


203662 205201 Dictyoglomus 


thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 


526402 Bacteria_16S 
subsp. rifamycini 
cremea subsp. 


267892 267939 62 


526402 Bacteria_16S 275506 275545 72 


strain Hbl 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


526402 Bacteria_16S 295280 295319 72 


strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


526402 Bacteria_16S 
J18 16S ribosomal 
Actinobacteridae; 
526402 Bacteria_16S 


466106 466153 62 
RNA, partial sequence 


647531 647578 62 


108 gi 


strain INA 1349 16S ribosomal RNA, pa 
rifamycini Bacteria; Actinobacteria; Acti 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 


110 gi 


110 gi 


108 gi 


265678881 


265678876 


275297 276761 Helicobacter 
Helicobacteraceae; 


265678863 


265678740 


rtial sequence 
nobacteridae; 


Helicobacteraceae; 


ref |NR_029187.1 


267723 
ref|NR_029182.1 
ref 


NR_029169.1 


ref |NR_029045.1 


Actinomadura cremea 
269132 Actinomadura 


Actinomycetales; 


Helicobacter bilis 


bilis Bacteria; 
Helicobacter. 


Helicobacter mustelae 


mustelae Bacteria; 
Helicobacter. 


Rothia amarae strain 


465880 467346 Rothia amarae Bacteria; Actinobacteria; 


Actinomycetales; Micrococcineae; Micr 


108 gi 


265678619 


ococcaceae; 


Rothia. 


ref|NR_028924.1 


Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 


Actinobacteridae; 
526402 Bacteria_16S 
hydrogenoformans 
hydrogenoformans Bacteria; 
Sedis; Acidaminobacter. 

526402 Bacteria_16S 1103405 1103428 84 
strain D2-18 16S ribosomal RNA, 
Firmicutes; Clostridia; 
526402 Bacteria_16S 

pametensis strain 
pametensis Bacteria; 
Helicobacter. 
526402 Bacteria_16S 


994425 994450 84 


Firmicutes; 


Clostridiales; 
1127652 1127691 72 


1130633 1130680 62 


strain ES10.1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


526402 Bacteria_16S 1180674 1180721 64 


ATCC BAA-548 16S ribosomal RNA, partial sequence 


partial sequence 


Actinomycetales; Micrococcineae; Micr 


109 gi 


strain glu 65 16S ribosomal RNA, parti 
Clostridia; 


107 gi 


110 gi 


B9A Seymour 16S ribosomal RNA, partia 
Proteobacteria; Epsilonproteobacteria; 


108 gi 


110 gi 


Bacteria; Lentisphaerae; Victivallales; Victivallaceae; 


526402 Bacteria_16S 
lactoaceticus 6A 
Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 

526402 Bacteria_16S 1304269 1304316 62 
owensensis OL 16S 
Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 

526402 Bacteria_16S 1316444 1316491 62 
str. 


1301159 1301206 62 


526402 Bacteria_16S 1324177 1324224 62 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial 
Firmicutes; 
Incertae Sedis; Caldicellulosiruptor. 


kristjanssonii 177R1B Bacteria; 
Family III. 
526402 Bacteria_16S 
aurantiaca strain 
Bacteria; Gemmatimonadetes; 
526402 Bacteria_16S 
neglectum strain 
Bacteria; Firmicutes; 
Mogibacterium. 
526402 Bacteria_16S 


1398276 1398319 66 


1447189 1447212 84 
Clostridia; 


1463655 1463678 84 


strain HM-7 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
526402 Bacteria_16S 


Clostridiales; 
1602977 1603020 62 


ribosomal RNA, partial sequence 


Twist 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


108 gi 


108 gi 


Thermoanaerobacterales; 


108 gi 


108 gi 
Clostridia; 


108 gi 


T-27 16S ribosomal RNA, partial sequence 
Gemmatimonadales; 


107 gi 


P9a-h 16S ribosomal RNA, partial sequence 
Clostridiales; 


107 gi 


104 gi 


Stre 


Clostr 


265678381 


Clostridiales; 


265678306 


1103152 1104621 Mogibacterium 
Clostridiales Family XIII. 


253680771 


253680769 


1130448 11319 


228717635 


1180467 11819 
Victivallis. 


219846639 


16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterales; 


219846460 


1304017 13055 
Thermoanaerobacterales 


228715851 


1316224 13177 


219878140 
sequence 


228715357 


224581422 


224581410 


1463419 1464873 Mogibacterium 
Clostridiales Family XIII. 


219878475 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 
526402 Bacteria_16S 
strain SNG49 16S 


1639171 1639218 62 


526402 Bacteria_16S 
metallicus strain 


1743029 1743076 62 


Nocardiopsis. 
526402 Bacteria_16S 


1746069 1746116 62 


namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; Actinomadura. 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


108 gi 


108 gi 


R2A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219878450 


1638983 16404 
Streptosporangineae; 


219878378 
17428 


219878376 


ococcaceae; 


al sequence 994185 995652 
Clostridiales Family XII. 


1 sequence 1127427 112890 
Campylobacterales; 


Thermoanaerobacterales; T 


1398084 1399529 Gemmat 
Gemmat imonadaceae; 


1446932 1448409 Mogiba 
idiales Family 


Streptosporangineae 


Kocuria. 


ref |NR_028683.1 


ref|NR_028608.1 


Incertae Sedis; 
ref|NR_028019.1 


ref|NR_028017.1 


ref|NR_027565.1 


ref|NR_026231.1 


ref |NR_026051.1 


ref|NR_027540.1 
Trop 
ref|NR_025279.1 

1323941 132544 


ref|NR_027529.1 
Gemmatimonas. 
ref |NR_027203.1 


XIII. Incer 


ref|NR_027191.1 
Incertae Sedis; 
ref|NR_025614.1 

1602772 160426 
Micrococcin 


ref|NR_025589.1 
69 Nocardiopsis 
Nocardiop 
ref|NR_025517.1 
31 1744318 Nocard 

v 


Acidaminobacter 
Acidaminobacter 
Incertae 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Helicobacter 
7 Helicobacter 


Helicobacteraceae; 


Nocardiopsis exhalans 


04 Nocardiopsis exhalans Bacteria; 
ptosporangineae; Nocardiopsaceae; Nocardiopsis. 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
Thermoanaerobacterales 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 
Micrococcineae; 


heryma. 

Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Gemmatimonas 
imonas aurantiaca T-27 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Brevibacterium 

4 Brevibacterium 

eae; Brevibacteriaceae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 
Nocardiopsaceae; 


ref|NR_025515.1 
1745863 174730 
Streptos 


Actinomadura 
0 Actinomadura 
porangineae; 


526402 Bacteria_16S 1876709 1876756 62 108 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 


526402 Bacteria_16S 2252425 2252472 62 108 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
526402 Bacteria_16S 2292236 2292275 72 110 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

526402 Bacteria_16S 2331469 2331508 72 110 gi|219857508|ref|NR_025096.1| Helicobacter 


canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
526402 Bacteria_16S 2389056 2389095 68 106 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
526402 Bacteria_16S 2401113 2401160 62 108 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
526402 Bacteria_16S 2448391 2448434 67 109 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

526402 Bacteria_16S 2562931 2562970 72 110 gi|219857335|ref|NR_024923.1| Helicobacter 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
526402 Bacteria_16S 2671333 2671372 72 110 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

526402 Bacteria_16S 2731605 2731648 67 109 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

526402 Bacteria_16S 2739030 2739065 72 106 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 
526402 Bacteria_16S 2744939 2744986 62 108 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


526402 Bacteria_16S 2845924 2845947 84 107 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

526402 Bacteria_16S 3092236 3092283 62 108 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

526402 Bacteria_16S 3240568 3240615 62 108 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

526402 Bacteria_16S 3252570 3252617 62 108 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 


strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
526402 Bacteria_16S 3255560 3255607 62 108 gi|219846750|ref|NR_026342.1| Nocardiopsis 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 3256832 Nocardiopsis 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
526402 Bacteria_16S 3258585 3258632 62 108 gi|219846748|ref|NR_026340.1| Nocardiopsis alba 
strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
526402 Bacteria_16S 3260095 3260142 62 108 gi| 219846747 |ref|NR_026339.1| Nocardiopsis 
dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 3259907 3261367 
Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
526402 Bacteria_16S 3320874 3320921 62 108 gi|219846705|ref|NR_026297.1| Gordonia hirsuta 
strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
526402 Bacteria_16S 3355914 3355961 62 108 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 
526402 Bacteria_16S 3395383 3395430 62 108 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Promicromonospora. 


526402 Bacteria_16S 3551315 3551362 62 108 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

526402 Bacteria_16S 3634728 3634767 72 110 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
526402 Bacteria_16S 3646914 3646953 72 110 gi|219846473|ref|NR_026065.1| Helicobacter salomonis 
strain Inkinen 16S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter salomonis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

526402 Bacteria_16S 3697088 3697127 72 110 gi|219846438|ref|NR_026029.1| Helicobacter trogontum 
strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter trogontum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

526402 Bacteria_16S 3801842 3801881 72 110 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

526402 Bacteria_16S 3817179 3817218 72 110 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 

526402 Bacteria_16S 3818702 3818741 72 110 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

526402 Bacteria_16S 3821764 3821803 72 110 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

526402 Bacteria_16S 3826343 3826382 72 110 gi|219846345|ref|NR_025935.1| Helicobacter felis 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

526402 Bacteria_16S 3868661 3868696 74 108 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
526402 Bacteria_16S 4112622 4112669 62 108 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

526402 Bacteria_16S 4216501 4216548 62 108 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

526402 Bacteria_16S 316474 316496 84 106 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

526402 Bacteria_16S 535019 535041 84 106 gi|265678695|ref|NR_029000.1| Arcicella aquatica 
strain NO-502 16S ribosomal RNA, partial sequence 534808 536267 Arcicella aquatica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

526402 Bacteria_16S 610767 610809 67 108 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

526402 Bacteria_16S 641304 641342 65 102 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

526402 Bacteria_16S 886467 886509 65 106 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

526402 Bacteria_16S 921940 921962 84 106 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
526402 Bacteria_16S 940415 940437 84 106 gi 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chi 
526402 Bacteria_16S 1061392 1061414 84 106 gi 
japonensis strain 758 16S ribosomal RNA, partial sequen 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacter 
526402 Bacteria_16S 1085209 1085251 67 108 gi 


Stre 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 
526402 Bacteria_16S 1088348 1088374 84 110 


ce 
ia 


Desulfoba 
265678418 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 94166 
tinophagac 
265678336 


265678319 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 
ptomycinea 
265678317 


cteraceae; 
ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinopha 
ref |NR_028638.1 
67 1062648 Chiti 
tinophagaceae; 

ref|NR_028621.1 
81 Streptomyces 
e; Streptomycet 
ref|NR_028619.1 


10611 
les; Chi 


Desul 


g 


n 
c 


a 


fofrigus. 

Chitinophaga pinensis 
pinensis Bacteria; 

a. 

Chitinophaga 

ophaga japonensis 
hitinophaga. 
Streptomyces tauricus 
tauricus Bacteria; 
ceae; Streptomyces. 
Pseudomonas 


psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


gi 


219846383 
37714 
219846382 
37729 
219846380 
37744 
219846379 


sequence 


gi 


219846378 
37775 
219846377 
37805 
219846376 
37820 
219846375 
37821 
219846374 
37836 
219846373 
37865 
219846372 
37865 
219846371 
37894 
219846370 
37895 
219846369 
37925 
219846368 
37926 
219846367 
37940 
219846366 
37956 
219846364 
37971 
219846363 
38001 
219846362 
38001 
219846361 
38016 
219846360 
38031 
219846359 
38046 
219846358 
38061 
219846357 
38076 
219846356 
38091 
219846355 
38107 
219846354 


sequence 


gi 


219846353 


sequence 


gi 


219846352 


sequence 


gi 


219846351 


sequence 


gi 


gi 


219846350 
38199 
219846349 


sequence 


gi 


gi 


219846348 
38215 
219846347 


sequence 


gi 


219846346 


sequence 


ref|NR_025974.1 
73 3772890 
ref|NR_025973.1 
41 3774411 
ref|NR_025971.1 
62 3775927 
ref|NR_025970.1 
3775978 377753 
ref|NR_025969.1 
87 3779067 
ref|NR_025968.1 
43 
ref 
84 
ref|NR_025966.1 
35 3783570 
ref|NR_025965.1 
21 3785045 
ref |NR_025964.1 
26 
ref|NR_025963.1 
77 3788011 
ref |NR_025962.1 
89 
ref|NR_025961.1 
40 3791015 
ref|NR_025960.1 
55 
ref|NR_025959.1 
06 3794045 
ref|NR_025958.1 
96 3795549 
ref|NR_025957.1 
00 3797066 
ref|NR_025955.1 
17 3798610 
ref|NR_025954.1 
02 
ref|NR_025953.1 
53 3801575 
ref|NR_025952.1 
26 3803095 
ref|NR_025951.1 
46 3804609 
ref|NR_025950.1 
60 3806123 
ref|NR_025949.1 
74 3807637 
ref |NR_025948.1 
88 3809126 
ref |NR_025947.1 
77 3810705 
ref |NR_025946.1 
56 3812276 
ref|NR_025945.1 
3812327 381382 
ref|NR_025944.1 
3813879 381534 
ref |NR_025943.1 
3815400 381690 
ref |NR_025942.1 
3816954 381843 
ref|NR_025941.1 
57 
ref |NR_025940.1 
3820008 382149 
ref |NR_025939.1 
43 3823020 
ref|NR_025938.1 
3823071 382454 


NR_025967.1 


NR_025937.1 


3824598 3826078 


Geobacter hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 
Desulfuromonas palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 
Mycoplasma putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 
Thermodesulforhabdus norvegica strain A8444 16S ribosomal RNA, partial 
Thermotoga subterranea strain SL1 16S ribosomal RNA, partial sequence 
Mycoplasma 


sturni strain UC/MF 16S ribosomal RNA, partial sequence 3779118 


Rickettsia honei strain RB 16S ribosomal RNA, partial sequence 3780594 


Mycoplasma leopharyngis strain LL2 16S ribosomal RNA, partial sequence 
Mycoplasma leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 


Mycoplasma simbae strain LX 16S ribosomal RNA, partial sequence 3785096 


Mycoplasma felifaucium strain PU 16S ribosomal RNA, partial sequence 
Ehrlichia muris strain AS145 16S ribosomal RNA, partial sequence 3788062 
Acholeplasma laidlawii strain PG8 16S ribosomal RNA, partial sequence 
Acholeplasma oculi strain 19L 16S ribosomal RNA, partial sequence 3791066 
Polaribacter franzmannii strain 301 16S ribosomal RNA, partial sequence 
Polaromonas vacuolata strain 34-P 16S ribosomal RNA, partial sequence 
Colwellia rossensis strain S51-W 16S ribosomal RNA, partial sequence 
Cycloclasticus pugetii strain PS-1 16S ribosomal RNA, partial sequence 
Mycoplasma agassizii strain PS6 16S ribosomal RNA, partial sequence 3798661 
Mesorhizobium ciceri strain UPM-Ca7 16S ribosomal RNA, partial sequence 
Helicobacter hepaticus strain Hh-2 16S ribosomal RNA, partial sequence 
Bordetella pertussis strain 18323 16S ribosomal RNA, partial sequence 
Bordetella parapertussis strain 522 16S ribosomal RNA, partial sequence 
Bordetella bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 
Campylobacter helveticus strain D5248 16S ribosomal RNA, partial sequence 
Pseudomonas flavescens strain B62 16S ribosomal RNA, complete sequence 
Carnobacterium funditum strain pf3 16S ribosomal RNA, partial sequence 
Aeromonas allosaccharophila strain CECT 4199 16S ribosomal RNA, partial 
Salegentibacter salegens strain DSM 5424 16S ribosomal RNA, partial 
Halothiobacillus hydrothermalis strain R3 16S ribosomal RNA, partial 
Wolinella succinogenes strain ATCC 29543 16S ribosomal RNA, partial 
Helicobacter cinaedi strain 165 16S ribosomal RNA, partial sequence 3818485 
Helicobacter acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial 
Helicobacter muridarum strain ST1 16S ribosomal RNA, partial sequence 
Haemophilus parahaemolyticus strain 536 16S ribosomal RNA, complete 


Avibacterium volantium strain NCTC 3438 16S ribosomal RNA, complete 


526402 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


526402 Bacteria_16S 
SM 17244 16S ribosomal RNA, partial sequence 
Firmicutes; 


stercorihominis D 
stercorihominis D 


526402 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


526402 Bacteria_16S 


NS12 16S ribosoma 
Sphingobacteria; 


526402 Bacteria_16S 


AT1047 16S riboso 
Flavobacteria; Fl 


526402 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


526402 Bacteria_16S 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphaproteobacter 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


526402 Bacteria_16S 
143-02 16S ribosomal RNA, partial sequence 16314 
tes; Erysipelotrichi; Erysipelotrichales; 


inopinata strain 
Bacteria; Firmicu 


1124736 1124758 84 106 


gi 
avobacteria; Flavobacteriales; 


1182203 1182225 84 106 gi 


224581403 


6S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
Cryomorphaceae; 
228717350 


ref|NR_027184.1| Cryomorpha ignava 
Cryomorpha. 
ref|NR_027562.1| Anaerofustis 
1181973 1183434 Anaerofustis 


SM 17244 Bacteria; 
1195799 1195821 84 


eferribacteres; 
1248695 1248717 84 


106 gi 


2809 16S ribosomal RNA, partial sequence 
Deferribacterales; 


106 gi 


Clostridia; 


228715574 
11955 


Deferribacteraceae; 


219857416 


Clostridiales; 


ref|NR_027535.1 


ref |NR_025004.1 


Eubacteriaceae; Anaerofustis. 


Denitrovibrio 


65 1197080 Denitrovibrio acetiphilus DSM 
Denitrovibrio. 


Runella zeae strain 


1 RNA, partial sequence 


1248510 1249867 Runella zeae Bacteria; 


Bacteroidetes; 


avobacteria; 
1339375 1339397 84 


1631661 1631683 84 


526402 Bacteria_16S 
strain CMS 38 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
526402 Bacteria_16S 
strain CMS 35 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
526402 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


526402 Bacteria_16S 


strain P 229/10 1 


paraplantarum str 


paraplantarum Bacteria; 
526402 Bacteria_16S 


strain M577-94 16 
Firmicutes; 


strain DSM 13256, 
Thermotogae; 


joostei Bacteria; 


526402 Bacteria_16S 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Azospirillum. 


526402 Bacteria_16S 


strain MCS 18 16S 


Maricaulis. 


526402 Bacteria_16S 


strain ATCC 15257 
Bacteria; 


Streptomycetaceae 


526402 Bacteria_16S 
thermolithotrophum strain BSA 16S ribosomal RNA, partial 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 
526402 Bacteria_16S 


1642310 1642336 84 


1643871 1643897 84 


1733856 1733882 84 


in Mz 5 16S ribosomal RNA, partial sequence 
Clostridiales; 


eria; Firmicutes; 


1821977 1822019 65 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
526402 Bacteria_16S 
ain DSM 10667 16S ribosomal RNA, partial 
Lactobacillales; 


1840306 1840344 67 


Firmicutes; 
1843410 1843452 67 


S ribosomal RNA, partial sequence 
Lactobacillales; 
526402 Bacteria_16S 


1916164 1916186 84 


Flavobacteriales; 


Clostridia; 


Carnobacteriaceae; 


106 gi 


106 gi 


110 gi 


16 


110 gi 


16 


110 gi 


106 gi 


16S ribosomal RNA, partial sequence 


1919305 1919327 84 


Bacteroidetes; 
1969408 1969430 84 


2018531 2018557 84 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
526402 Bacteria_16S 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


2020003 2020029 84 


2021475 2021501 84 


Thermotogales; Thermotogaceae; Thermosipho. 
526402 Bacteria_16S 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
Flavobacteria; 


104 gi| 219878308 

sequenc 

Lactobacilla 

108 gi| 219878306 

1843183 18446 
Isobaculum. 

106 gi| 219878250 

19159 

106 gi|219878248 


106 gi 


110 gi 


110 gi 


110 gi 


16S ribosomal RNA, partial sequence 


2055123 2055165 67 


; Streptomyces. 
2087278 2087300 84 


2162878 2162900 84 


108 gi 


106 gi 


106 gi 


Flavobacteriaceae 


Flavobacteriales; 


2018337 20197 


228721340 
sequence 
219878455 
Erysip 
219878448 
42082 16435 


219878447 
43643 16451 


219878385 


Lac 
219878321 


219878215 


219878183 


219878182 


219878181 
20212 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae 
526402 Bacteria_16S 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 


219878154 


219878131 
sequence 


Rhodospirillales; Rh 


Rhodobacterales; H 


Actinomycetales; 


; Sejongia. 
ref|NR_027605.1 
1339181 134062 


ia; 


ref |NR_025594.1 
elotrichaceae; E 
ref|NR_025587.1 


aceae; 
ref|NR_025586.1 


aceae; 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025460.1 


; Microbacteriac 
ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025445.1 


ref|NR_025389.1 
11 1917433 Thermo 


ref |NR_025387.1 
1919085 192055 
Flavobacteriace 
ref|NR_025354.1 
1969231 197053 


ref |NR_025322.1 


ref |NR_025321.1 
2019809 202123 


ref|NR_025320.1 
81 2022719 Caulob 
, 

ref |NR_025293.1 
205497 

Stre 


ref|NR_025270.1 
2087053 208849 
Desul 


219857626 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 


Sphingobacteriales; Flexibacteraceae; Runella. 

1272729 1272751 84 106 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
mal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Sejongia. 

1274151 1274173 84 106 gi|219846219|ref|NR_025809.1| Sejongia antarctica 

ribosomal RNA, partial sequence 1273959 1275312 Sejongia antarctica Bacteria; 


Magnetospirillum 
3 Magnetospirillum 


Rhodospirillales; Rhodospirillaceae; 


Erysipelothrix 


20 1632923 Erysipelothrix inopinata 


rysipelothrix. 
Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
Pseudomonas. 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
Pseudomonas. 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Lactobacillus 

3 Lactobacillus 
lus. 

Isobaculum melis 


97 Isobaculum melis Bacteria; 


Thermosipho geolei 
sipho geolei Bacteria; 


Chryseobacterium 

3 Chryseobacterium 
ae; Chryseobacterium. 
Azospirillum 

3 Azospirillum 
odospirillaceae; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
Maricaulis. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Streptomyces 

0 2056387 Streptomyces 
ptomycineae; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 


ref|NR_025215.1 
2162629 216416 


Desulfovibrio 
3 Desulfovibrio 


hydrothermalis Bacteria; Proteobacteria; 
Desulfovibrio. 


526402 Bacteria_16S 2169046 2169088 67 108 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

526402 Bacteria_16S 2185720 2185762 67 108 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

526402 Bacteria_16S 2196333 2196375 67 108 gi|219857601|ref|NR_025189.1]| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

526402 Bacteria_16S 2357186 2357208 84 106 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

526402 Bacteria_16S 2360195 2360237 65 106 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

526402 Bacteria_16S 2361719 2361761 65 106 gi| 219857486 |ref|NR_025074.1| Subtercola boreus 


strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_16S 2392130 2392152 84 106 gi 
galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; 
526402 Bacteria_16S 2407297 2407319 84 106 gi 
strain LMG11607 1 


2 


2 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ri 
526402 Bacteria_16S 2440792 2440818 84 110 gi|219857426|ref 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 24405 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
526402 Bacteria_16S 2528453 2528479 84 110 gi 
strain ATCC 4973 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
526402 Bacteria_16S 2672858 2672900 67 108 gi 
manihotivorans strain OND 32 16S ribosomal RNA, complet 
manihotivorans Bacteria; Firmicutes; Lactobacillales; L 
526402 Bacteria_16S 2680470 2680512 67 108 gi 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partia 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; 
526402 Bacteria_16S 2758310 2758332 84 106 gi 
agariperforans strain KMM 3525 16S ribosomal RNA, parti 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria 
Reichenbachiella. 
526402 Bacteria_16S 
strain IHB1 16S r 
Thermotogae; Ther 


e 


1 


al 


, 


2827598 2827620 84 106 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 


gi 


526402 Bacteria_16S 3217860 3217886 84 110 gi| 219846775 |ref|NR_026367.1 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 32191 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 
526402 Bacteria_16S 3354357 3354399 65 106 gi|219846680|ref|NR_026272.1 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 335564 


Deltaproteobacteria; 


2361525 23629 
oc 


se 
F 


6S ribosomal RNA, partial sequence 2407067 24085 


al 
219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
se 
219857207 


ac 
219857202 


Ca 
219857147 


219856905 
2827347 28288 


7 Mi 
ref 


occineae 
19857465 
quence 

lavobact 
19857455 


eria 
ref 


thio 
ref 


es; Ecto 


udomonadacea 
ref 
sequence 
tobacillacea 
ref 
sequence 
rnobacteriac 
ref 
sequenc 
Sphingobacte 


ref 


tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

526402 Bacteria_16S 3359044 3359086 65 106 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

526402 Bacteria_16S 3363690 3363732 67 108 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 

526402 Bacteria_16S 3409161 3409183 84 106 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
strain ATCC 51270 16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

526402 Bacteria_16S 3410700 3410722 84 106 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

526402 Bacteria_16S 3535817 3535839 84 106 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 3545183 3545205 84 106 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 


DSM 6307 16S ribosomal RNA, 
Bacillales; Bacillaceae; 


complete sequence 
Bacillus. 


2391886 23933 


72 2442029 Thioa 
rhodospirac 


2672606 26741 
e; 


2680270 26817 
eae; 


e 2758107 27595 
riales; 


Desulfovibrionales; 


NR_025053.1 


les; Flavob 
NR_025043.1 


NR_025014.1 


NR_024946.1 


Pseudomo 
NR_024835.1 
6 
Lactobac 
NR_024830.1 
6 
Alkali 
NR_024775.1 
0 
Fla 


NR_024726.1 


6 
a 


1 


e 


n 


i 


b 


91 Subtercola boreus Bacteria; 
crobacteriac 


eae; Subtercola. 
Zobellia 
8 Zobellia 
cteriaceae; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; 
Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 
e; 


as. 

Lactobacillus 

4 Lactobacillus 
llus. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Brachybacterium 
5 Brachybacterium 


3544949 3546454 Bacillus cohnii Bacteria; 


Desulfovibrionaceae; 


Zobellia. 
Riemerella columbina 
26 Riemerella columbina Bacteria; 
emerella. 


Thioalkalivibrio. 


Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


Thermonema rossianum 
04 Thermonema rossianum Bacteria; 


Firmicutes; 


526402 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


526402 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


anatipestifer str 
anatipestifer Bac 


michiganensis sub 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
526402 Bacteria_16S 
ain ATCC 11845 16S ribosomal RNA, part 
teria; 
526402 Bacteria_16S 

species tessellarius strain 78181 16S 


3703155 3703177 84 106 


gi 
ia 

Bacteroidetes; Flavobacteria; F 
3768636 3768678 65 106 gi 


3699882 37013 


219846434 
1 sequence 3702915 37043 
lavobacter 
219846385 
ribosomal 


36 Ureaplasma ga 


ref|NR_026025.1 
iale 

ref 
RNA, 


s; Flavobac 
NR_025976.1 


0 
t 


partial sequence 


3548269 3548291 84 106 gi|219846544|ref|NR_026136.1| Porphyromonas 

ain VPB 4874 16S ribosomal RNA, partial sequence 3548038 3549521 Porphyromonas 

teria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
3700100 3700122 84 106 gi|219846436|ref|NR_026027.1| Ureaplasma gallorale 


llorale Bacteria; 


Riemerella 

0 Riemerella 

eriaceae; Riemerella. 
Clavibacter 

3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


funditum strain p 
Bacteria; 


flavefaciens stra 
Bacteria; 


strain ATCC 27255 
Firmicutes; Clost 


526402 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


526402 Bacteria_16S 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
526402 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


strain A417 16S r 
Tenericutes; Moll 


canigenitalium st 


strain ATCC 25495 


Micrococcineae; Microbacteriaceae; 
526402 Bacteria_16S 
£3 16S ribosomal RNA, partial sequence 
Firmicutes; 
526402 Bacteria_16S 


Firmicutes; 
526402 Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
526402 Bacteria_16S 
rain D6P-C 16S ribosomal RNA, partial 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 
526402 Bacteria_16S 


Clavi 
3811001 3811043 67 108 gi 
Lactobacillales; Carnobacteriaceae; 
3830955 3830977 84 106 gi 


Clostridia; Clostridiales; 


3908729 3908751 84 106 


gi 


3910259 3910281 84 106 


gi 
la 
3920598 3920640 67 108 gi 
16S ribosomal RNA, complete sequence 


bacter. 
219846355 


219846341 
in C94 16S ribosomal RNA, partial sequence 38307 
Ruminococcaceae; 


3906969 39084 


219846288 
3908492 39099 


219846287 
sequence 

smataceae; 
219846280 


ref|NR_025946.1 
38107 
Carnobacter 


ref 


ium. 
NR_025931.1 


Ruminococcus. 


ref|NR_025878.1 


ref|NR_025877.1 
3910020 391149 
Ureaplasma. 
ref|NR_025870.1 
39203 


56 3812276 Carnob 


Carnobacterium 
acterium funditum 


Ruminococcus 


35 3832122 Ruminococcus flavefaciens 


3832381 3832403 84 106 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
ridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
3891881 3891903 84 106 gi|219846300|ref|NR_025890.1| Halomonas 
strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
3907206 3907228 84 106 gi|219846289|ref|NR_025879.1| Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Streptomyces sampsonii 


67 3921897 Streptomyces sampsonii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

526402 Bacteria_16S 3978583 3978609 84 110 gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 
strain NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 

526402 Bacteria_16S 4201252 4201294 67 108 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

526402 Bacteria_16S 4205819 4205845 84 110 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


526402 Bacteria_16S 
ain M54/01/1 16S ribosomal RNA, partia 
teria; 
526402 Bacteria_16S 


marimammalium str 
marimammalium Bac 


strain PB 1 16S r 
Proteobacteria; 


thermoautotrophic 
thermoautotrophic 
effusa strain AP1l 


Bacteria; Proteob 


marinus subsp. pa 


train ALEN 2 16S ribosomal RNA, partia 
acteria; 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
526402 Bacteria_16S 
a strain JW 701/3 16S ribosomal RNA, c 
a Bacteria; 
Moorella group; Moorella. 

526402 Bacteria_16S 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
526402 Bacteria_16S 
storis strain PCC 9511 16S ribosomal RNA, 


1 
Proteobacteria; 


4242156 4242182 84 110 gi 
Firmicutes; Lactobacillales; 
171807 171831 84 108 


st 
gi 


331853 331930 33 108 


gi 


Firmicutes; Clostridia; 


386144 386169 84 109 


gi 


878812 878837 84 109 


gi 


sequence 
Gammaproteobacteria; 


219846040 
1 sequence 
reptococcaceae; 
265678948 
171556 17300 
onaceae; 
265678839 
omplete sequence 
Thermoanaerobacterales; 


265678797 


nadales; 
265678459 


4205616 42070 
romatiales; 


3 
Ch 


ref|NR_025630.1 

4241925 424342 
Streptococ 
ref|NR_029256.1 
Vibri 
ref 


oO. 
NR_029144.1 
331642 
Ther 


ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_028762.1 
1 sequence 


38592 
s 


partia 


5 Thioalkalivibrio 


Ectothiorhodospiraceae; 


Streptococcus 

4 Streptococcus 
cus. 

Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Moorella 
333194 Moorella 
moanaerobacteraceae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcaceae; 
526402 Bacteria_16S 


strain WSU 86/1044 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
526402 Bacteria_16S 


Prochlorococcus. 
972870 972907 74 110 gi 
16S ribosomal RNA, complete sequence 


1200292 1200329 72 108 gi 


colombiense DSM 12261 16S ribosomal RNA, partial sequence 


12261 Bacteria; 


Synergistetes; 


Synergistia; Synergistales; 


265678395 


228715386 


ref |NR_028697.1 


972617 974173 Waddli 


Waddlia chondrophila 
a chondrophila Bacteria; 


ref |NR_027531.1 
1200061 1201579 Aminob 
Synergistaceae; Aminob 


Aminobacterium 
acterium colombiense DSM 
acterium. 


526402 Bacteria_16S 
strain TMO 16S ri 
Ther 
526402 Bacteria_16S 


Thermotogae; 


strain SW32 16S r 
Proteobacteria; 


strain OMZ833 16S 
Spirochaetes; Spi 


526402 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


526402 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; 


strain 383 16S ri 
Tenericutes; Moll 


526402 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


526402 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


526402 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


526402 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


526402 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


526402 Bacteria_16S 


strain DSM 2062 1 


strain DSM 9442 1 
Thermotogae; Ther 


526402 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


526402 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


526402 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


526402 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


526402 Bacteria_16S 


strain icterohaem 
Bacteria; Spiroch 


526402 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 


526402 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


526402 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


526402 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


G 
526402 Bacteria_16S 


G 
526402 Bacteria_16S 


1393761 1393806 62 106 
bosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermotoga. 
1483383 1483408 84 109 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1522421 1522442 63 84 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
1934543 1934580 74 110 gi 
ribosomal RNA, partial sequence 


gi 


H 


ammaproteobacteria; Oceanospirillales; H 
2478505 2478530 84 109 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2559889 2559926 72 108 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2702919 2702960 68 108 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2859863 2859887 84 108 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
3015300 3015321 84 105 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3211749 3211786 72 108 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


ae 


ue 
Th 


ar 
ob 


da 


al 
te 
3393874 3393919 62 106 gi 
oc 


3450767 3450812 62 106 gi 
motogales; Thermotogaceae; Thermotoga. 
3776242 3776291 62 110 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 


ne 
ob 


3777792 3777837 62 106 
bosomal RNA, partial sequence 


gi 


228715897 
1393543 13950 


219857506 
1483159 14846 
alomonad 
219857543 
1522207 15236 


219878238 
1934336 19357 


219857337 
2559665 25611 
Aminob 
219857186 


219856884 


219846913 
3015068 30165 


219846780 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
526402 Bacteria_16S 219846609 


6S ribosomal RNA, partial sequence 3450571 34520 


219846379 


219846378 
3777587 37790 


’ 


nce 
ermales; 


tial seq 


acteria; 


ceae; Dy 


sequenc 
ria; 


occineae 


e 37759 
acterale 


tes; Lactobacillales; Enterococcaceae; T 
9146 9170 84 108 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromona 
15220 15244 84 108 gi 
orrhagiae RGA 16S ribosomal RNA, parti 
aetes; Spirochaetales; Leptospiraceae; 
41033 41057 84 108 gi 
65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
47061 47085 84 108 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
50137 50161 84 108 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; Desulfov 
78741 78765 84 108 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


al 


on 


ir 


ib 


526402 Bacteria_16S 


antarctica strain 


81723 81747 84 108 gi 
NF3 16S ribosomal RNA, partial sequence 


motogales; Thermotogaceae; Thermotoga. 
3896571 3896592 84 105 gi| 219846297 
X-1 16S ribosomal RNA, partial sequence 38963 


265679057 


265679053 
Leptospir 
265679036 


265679032 
nce 


265679030 
nce 


265679011 
equence 
cteria; 


265679009 


etrageno 


8961 


dales; P 


sequenc 


40774 


aceae; V 


46828 
illales; 


49907 
rionales 


Ps 


alomonad 
219857397 
2478295 24797 


Campylo 


ref|NR_027542.1 


ref |NR_025094.1 


acea 
ref 


e; Kushneri 
NR_025131.1 


ref|NR_025377.1 
49 Campylobacter 


acea 
ref 


e; Halomona 
NR_024985.1 


ref |NR_024925.1 
acterium. 
ref|NR_024814.1 
2702689 27040 
Thermaceae; Oc 
ref |NR_024703.1 
uence 28596 
Rhizobiales; B 
ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 
ref |NR_026372.1 
e 3211554 32129 
bacterales; 


ref|NR_026241.1 


, Br 
ref 


evibacteria 
NR_026201.1 


ref|NR_025970.1 


s; S 


ref|NR_025969.1 


ref|NR_025887.1 
31 3897842 Tetra 
coccus. 
ref|NR_029365.1 
10291 Pseud 
seudoalteromona 


ref |NR_029361.1 
e 15032 16427 
a. 
ref |NR_029344.1 
42243 Vibri 
ibrio. 
NR_029340.1 
48321 Alcan 
anivoracace 
NR_029338.1 
51436 Desulf 
; Desulfovibrio 
ref |NR_029319.1 
78587 79994 
eudomonadales; 


81499 


ref |NR_029317.1 
83011 


7 
e 


7 
© 


7 


78 3777536 Thermo 
yntrophobact 


g 


fo} 
d 


fo} 


i 
a 


n 


Pe 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
a. 


Treponema parvum 


91 Treponema parvum Bacteria; 


Campylobacter hominis 
hominis Bacteria; 


psilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
2390567 2390592 84 109 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 


Ss. 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Dysgonomonas gadei 


gadei Bacteria; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 
c 


eae; Brevibacterium. 
Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Leptospira interrogans 
Leptospira interrogans 


Vibrio pectenicida 
pectenicida Bacteria; 


Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Pseudoalteromonas 


Pseudoalteromonas antarctica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


526402 Bacteria_ 


strain BR 16S rib 
Spi 


Spirochaetes; 
526402 Bacteria_ 
espejiana strain 
Bacteria; 


Proteobacteria; 


Proteobacteria; 
strain OY 0-002 1 
Proteobacteria; 
Bacteria; 


strain ATCC 15468 
Proteobacteria; 


argentinense stra 
argentinense Bact 


526402 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; 


californicum stra 
californicum Bact 


526402 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


526402 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


526402 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


526402 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


526402 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


526402 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


526402 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


526402 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


526402 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


526402 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


Proteob 
Pseudoalteromonas 
526402 Bacteria_16S 
1721-77 16S ribos 
Gammaproteobacter 
526402 Bacteria_16S 
strain Fowl 16S r 
G 
526402 Bacteria_16S 
strain 50 16S rib 
G 
526402 Bacteria_16S 


G 
526402 Bacteria_16S 
leiognathi strain 
Proteob 
526402 Bacteria_16S 


G 
526402 Bacteria_16S 


G 
526402 Bacteria_16S 


16S 110730 110754 84 

osomal RNA, partial sequence 
rochaetales; 
16S 127615 127639 84 108 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


108 gi 


167297 167321 84 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
168821 168845 84 108 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
170297 170321 84 108 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
174823 174847 84 108 


108 gi 


Vibri 
gi 


Vibri 
gi 


ammaproteobacteria; Vibrionales; Vibri 
176309 176333 84 108 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
177817 177841 84 108 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
207046 207070 84 108 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
222409 222433 84 108 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
299741 299765 84 108 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
302764 302788 84 108 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
320945 320969 84 108 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
322544 322568 84 108 gi 
ibosomal RNA, complete sequence 


cteria; Proteobacteria; Gammaproteobac 
384581 384605 84 108 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
434018 434042 84 108 gi 
ribosomal RNA, partial sequence 


gi 


526402 Bacteria_16S 
69 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


170036 17150 
Vv 


6S ribosomal RNA, partial sequence 174571 17599 
Vv 


222148 22363 


302503 30397 
elotrichac 


illaceae; 


322285 32381 


ridia; Halanaerobiales; Halanaerobiaceae; Haloth 
366375 366399 84 108 gi| 265678810 
rain F23 16S ribosomal RNA, partial sequence 


teria; Alt 


384340 38587 
seudomonad 


433793 43528 


265678988 


110499 11199 
Spirochaetaceae; Treponema. 


265678977 
e 
nadales; 


265678951 


167046 168502 Vibri 


265678950 


168553 16998 
Vv 


onaceae; 
265678949 


onaceae; 
265678946 


onaceae; 
265678945 
e 17604 
les; 
265678944 

17756 


265678846 
sequence 


265678845 


265678798 


265678765 


ia; Vibrionales; Vibrionaceae; Vibrio. 


12740 
P 


Vibri 


ref|NR_029296.1| Treponema maltophilum 
2 Treponema maltophilum Bacteria; 


ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Vibrio mimicus strain 
ia; Proteobacteria; 


ref 
Oo mi: 


NR_029259.1 
micus Bacter 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 

ibrio. 
ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 

ibrio. 
ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 

ibrio, 
ref |NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref |NR_029252.1 
4 179023 Aeromo 


Photobacterium 
acterium leiognathi 
cterium. 

Aeromonas punctata 
nas punctata Bacteria; 


omonadaceae; Aeromonas. 
265678924|ref|NR_029232.1| Clostridium 

al sequence 206801 208304 Clostridium 
iales; Clostridiaceae; Clostridium. 
265678914|ref|NR_029222.1| Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


onaceae; Vibrio. 

265678860|ref|NR_029166.1| Mycoplasma 

uence 299496 300945 Mycoplasma 
smataceae; Mycoplasma. 

265678858 |ref|NR_029164.1| Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


eae. 
ref|NR_029151.1| Bacillus 

320691 322234 Bacillus 
Bacillus. 
ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 
ref|NR_029115.1| Idiomarina 

366150 367594 Idiomarina 
eromonadales; Idiomarinaceae; 
ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029070.1| Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

444785 444809 84 108 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
ain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

458589 458613 84 108 gi| 265678745 |ref|NR_029050.1| Pseudomonas 
in CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

470686 470710 84 108 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

481410 481434 84 108 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
ain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

486043 486067 84 108 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 


485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 


526402 Bacteria_16S 490748 490772 84 108 

strain G-16.1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
526402 Bacteria_16S 492255 492279 84 108 gi 
strain R65 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; A 
526402 Bacteria_16S 496845 496869 84 108 gi 
halichoeri strain M512/02/1 16S ribosomal RNA, partial 

halichoeri Bacteria; Firmicutes; Lactobacillales; Strep 
526402 Bacteria_16S 501549 501573 84 108 gi 
strain Sd/3 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 539599 539623 84 108 gi 
variabile strain BI 114 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Rumino 
526402 Bacteria_16S 548749 548773 84 108 gi 
strain TMAO3 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
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Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
526402 Bacteria_16S 577611 577635 84 108 gi 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
526402 Bacteria_16S 588124 588148 84 108 gi 
strain Ppe8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
526402 Bacteria_16S 594182 594206 84 108 gi 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partia 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridi 
526402 Bacteria_16S 615455 615479 84 108 gi 
strain 289 16S ribosomal RNA, complete sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
526402 Bacteria_16S 644432 644456 84 108 gi 
40M4T 16S ribosomal RNA, complete sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
526402 Bacteria_16S 649049 649073 84 108 gi 
acidiphila strain B2 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
526402 Bacteria_16S 671535 671559 84 108 gi 
frederiksbergensis strain JAJ28 16S ribosomal RNA, part 
frederiksbergensis Bacteria; Proteobacteria; Gammaprote 
Pseudomonas. 
526402 Bacteria_16S 677720 677744 84 108 

strain SCII24 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
526402 Bacteria_16S 683526 683546 88 108 gi 
strain CK74 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

526402 Bacteria_16S 697312 697336 84 108 gi 
aurantiaca strain CB-R 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobac 
526402 Bacteria_16S 719828 719852 84 108 gi 
biprosthecium strain ACM 2498 16S ribosomal RNA, partia 
biprosthecium Bacteria; Proteobacteria; Alphaproteobact 
Asticcacaulis. 
526402 Bacteria_16S 726065 726089 84 108 

strain 19glyl 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
526402 Bacteria_16S 727603 727627 84 108 gi 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
526402 Bacteria_16S 735064 735088 84 108 gi 
histaminiformans strain MR2 16S ribosomal RNA, partial 

histaminiformans Bacteria; Firmicutes; Clostridia; Clos 
526402 Bacteria_16S 763063 763087 84 108 gi 
strain SW-45 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; A 
526402 Bacteria_16S 769186 769210 84 108 gi 
VR1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
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526402 Bacteria_16S 796866 796890 84 108 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

526402 Bacteria_16S 813807 813831 84 108 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
526402 Bacteria_16S 824426 824450 84 108 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

526402 Bacteria_16S 825928 825952 84 108 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

526402 Bacteria_16S 841185 841209 84 108 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

526402 Bacteria_16S 842685 842709 84 108 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

526402 Bacteria_16S 868567 868591 84 108 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

526402 Bacteria_16S 870034 870058 84 108 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

526402 Bacteria_16S 874389 874433 65 108 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

526402 Bacteria_16S 898693 898717 84 108 gi| 265678445 |ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

526402 Bacteria_16S 900254 900278 84 108 gi|265678444|ref|NR_028746.1| Thioalkalimicrobium 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
526402 Bacteria_16S 937317 937341 84 108 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

526402 Bacteria_16S 959044 959068 84 108 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 960564 960588 84 108 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

526402 Bacteria_16S 1000557 1000581 84 108 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

526402 Bacteria_16S 1003553 1003577 84 108 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 
strain ATCC 33433 16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

526402 Bacteria_16S 1005079 1005103 84 108 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

526402 Bacteria_16S 1008060 1008084 84 108 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 
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526402 Bacteria_16S 1068922 1068946 84 108 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

526402 Bacteria_16S 1117104 1117128 84 108 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

526402 Bacteria_16S 1135165 1135189 84 108 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

526402 Bacteria_16S 1142816 1142840 84 108 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

526402 Bacteria_16S 1145832 1145856 84 108 gi|253680759|ref|NR_028007.1| Collimonas fungivorans 
strain Ter6 16S ribosomal RNA, partial sequence 1145612 1147064 Collimonas fungivorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

526402 Bacteria_16S 1153281 1153305 84 108 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

526402 Bacteria_16S 1165528 1165552 84 108 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

526402 Bacteria_16S 1192697 1192721 84 108 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

526402 Bacteria_16S 1210944 1210968 84 108 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

526402 Bacteria_16S 1213914 1213938 84 108 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
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16S 1402767 1402791 84 108 gi 
16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Alteromo 


2 


1407226 1407250 84 108 gi|2 
strain ATCC 33790 16S ribosomal RNA, p 


Bacteria; Proteobacteria; Alphaproteob 


1410249 1410273 84 108 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1456170 1456194 84 108 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1466650 1466674 84 108 gi 
ibosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Treponema. 


ammaproteobacteria; Pseudomonadales; P 
1607577 1607601 84 108 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobacte 
1615013 1615037 84 108 
ribosomal RNA, partial sequence 


gi 


nadales; 


artial seq 
acteria; 


224581432 
sequence 

Streptoco 
224581416 
ence 14559 
riales; Al 
224581408 
1466484 14678 


se 
219878471 
qu 


219878466 
1614821 16162 


19857444 
14026 
P 


ref|NR_025032.1 
05 1403959 Pseud 
seudoalteromona 
19846657 |ref 
uenc 
phin 


NR_026249.1 
e 14070 


Ss gomonadales 


, 


ref|NR_027214.1 

1410019 14114 
ccaceae; Strept 
ref|NR_027197.1 
66 1457283 Achro: 
caligenaceae; 
ref|NR_027189.1 


udomonadaceae; Pseudomo 
ref|NR_025610.1 
1607365 160881 


eromonadales; Sh 


ence 
ria; Alt 


ref|NR_025605.1 


fo) 
d 


3 


8 
° 


n 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Streptococcus 
6 Streptococcus 
coccus. 
Achromobacter 


mobacter ruhlandii 
Ac 


hromobacter. 
Treponema putidum 


91 Treponema putidum Bacteria; 


1481928 1481948 88 108 gi|219878151|ref|NR_025290.1| Fusobacterium 
vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 

1496972 1496992 84 104 gi|219846665|ref|NR_026257.1| Halanaerobium 
ubsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
lanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiaceae; Halanaerobium. 

1569210 1569234 84 108 gi|219878173|ref|NR_025312.1| Defluvibacter 
n S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
acteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

1578335 1578359 84 108 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 

ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 


as. 
Shewanella 
2 Shewanella 
ewanellaceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

526402 Bacteria_16S 1628623 1628647 84 108 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

526402 Bacteria_16S 1633207 1633231 84 108 gi|219878454|ref|NR_025593.1| Oceanisphaera 
litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 
526402 Bacteria_16S 1645417 1645441 84 108 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 


Proteobacteria; G 


526402 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


526402 Bacteria_16S 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


526402 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


526402 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


526402 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


526402 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


526402 Bacteria_16S 


echinoides strain 
echinoides Bacter 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1686426 1686450 84 108 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 


eq 
ia 
1694190 1694214 84 108 gi 
ammaproteobacteria; Pseudomonadales; P 
1695734 1695758 84 108 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1698832 1698856 84 108 gi 


se 


se 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1700381 1700405 84 108 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
1703474 1703498 84 108 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


s 
a; 


526402 Bacteria_16S 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
1657561 1657585 84 108 gi|219878436|ref|NR_025575.1 
somal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteri 


219878417 


219878411 
16S ribosomal RNA, partial sequence 1693968 16954 


219878410 
1695512 16970 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


219878407 
1700153 17016 


219878405 


ref|NR_025556.1 
1686206 168766 
enophilales; Hyd 


uence 
Hydrog 


, 


ref |NR_025550.1 


udomonadacea 


ref 


e; Pseudomon 
NR_025549.1 
udomonadacea 
ref 
°O po 


e; Pseudomon 
NR_025547.1 
meroyi Bacte 


ref|NR_025546.1 


eromonadaceae; Glaciecol 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 


equence 
Rhizobi 


1753685 1753709 84 108 gi 


219878370 


Vibrio fortis strain 
a; Proteobacteria; 


Tepidiphilus 
1 Tepidiphilus 


rogenophilaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 

Methylocystis 

7 Methylocystis 
taceae; Methylocystis. 


ref|NR_025509.1 
1753455 175495 


Pseudoalteromonas 
9 Pseudoalteromonas 


agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


526402 Bacteria_16S 


strain LMG 20362 


1776266 1776290 84 
16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
526402 Bacteria_16S 
agarexedens strain DSM 1327 16S ribosomal RNA, partial 
agarexedens Bacteria; 
526402 Bacteria_16S 

R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
526402 Bacteria_16S 


1779340 1779364 84 


Firmicutes; 


1792848 1792872 84 


Bacillales; 
1791374 1791398 84 


108 


108 


108 


108 


LMG 19999 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
526402 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
526402 Bacteria_16S 


strain LMG 20546 


strain LMG 20536 


stellifer strain 
Bacteria; 


Firmicutes; 
526402 Bacteria_16S 


1794403 1794427 84 


1795888 1795912 84 
16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
526402 Bacteria_16S 1797442 1797466 84 
16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
526402 Bacteria_16S 1800456 1800480 84 
IS1 16S ribosomal RNA, partial sequence 


Paenibacillaceae; 


Bacillales; 
1802022 1802046 84 


108 


108 


108 


108 


108 


gi|219878352 


219878350 
sequence 


gi 


Paenibacillaceae; Paenibacillus. 


gi|219878341 


1791138 1792572 Vibrio chagasii Bacteria; 


gi|219878340 


ref|NR_025491.1| Vibrio hepatarius 


ref|NR_025489.1| Paenibacillus 
1779107 1780619 Paenibacillus 

ref Vibrio chagasii strain 

Proteobacteria; 


NR_025480.1 


ref|NR_025479.1| Vibrio pacinii strain 


1792623 1794116 Vibrio pacinii Bacteria; 


gi| 219878339 


1794167 1795601 Vibrio xuii Bacteria; 


gi| 219878338 


gi|219878337 


219878335 
18002 


gi 


gi|219878334 


Paenibacillus. 


Vibrio xuii strain R- 
Proteobacteria; 


ref|NR_025478.1 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 


ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 


decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 


decolorationis Bacteria; 
526402 Bacteria_16S 
strain DSM 497 16S ribosomal RNA, partial sequence 
Bacillales; 
526402 Bacteria_16S 

livingstonensis strain NF22 16S ribosomal RNA, partial 
livingstonensis Bacteria; 


Firmicutes; 


Shewanella. 


526402 Bacteria_16S 


strain SE3104 16S 


Alteromonas. 


526402 Bacteria_16S 
israelensis strain Bal 16S ribosomal RNA, partial sequence 


Bacteria; 


Chelatococcus. 


526402 Bacteria_16S 


strain LMG 21857 


Firmicutes; 


strain DSM 11334 


Actinomycetaceae; 


strain L1/68 16S 


strain CF-25 16S 


Firmicutes; 
1841863 1841887 84 


Bacillaceae; 
1846444 1846468 84 


1851037 1851061 84 


1859970 1859994 84 
Proteobacteria; 


1863014 1863038 84 


1867687 1867711 84 


1869127 1869151 84 


1881434 1881458 84 


1896949 1896973 84 


1901367 1901415 62 


1926934 1926958 84 


1957283 1957327 65 


1968000 1968024 84 


Proteobacteria; 


Bacillales; 


108 


Bacillus. 


108 


108 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
526402 Bacteria_16S 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
stellipolaris Bacteria; 


108 


Gammaproteobacteria; Alte 


108 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
526402 Bacteria_16S 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; 


108 


108 


16S ribosomal RNA, partial sequence 1868909 18703 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
526402 Bacteria_16S 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 18827 
Clostridia; 
526402 Bacteria_16S 


108 


108 


16S ribosomal RNA, partial sequence 1896710 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
526402 Bacteria_16S 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequen 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 
526402 Bacteria_16S 


109 


108 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
526402 Bacteria_16S 


108 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
526402 Bacteria_16S 


108 


strain ET-5b 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillales Family xX. 


Gammaproteobacteria; Al 


Incertae Sedis; 


Bacillaceae; Bac 
gi|219878307 
1841624 18431 


219878304 
sequence 


gi 


gi| 219878301 
1850849 18521 
Rhodospiri 
219878294 
sequenc 


gi 


219878292 
18627 


gi 


gi|219878289 


Rh 


gi|219878288 


gi|219878278 


Clostridiales; Veillonellaceae; Sporomusa. 


gi|219878265 


gi|219878262 
Actinom 


gi|219878243 
1926697 19282 


gi|219878223 
1957067 19585 


ref|NR_025474.1| Paenibacillus 

19 1801737 Paenibacillus stellifer 
ref|NR_025473.1| Bacillus 

illus. 

ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


ref|NR_025443.1] Shewanella 
1846218 1847712 Shewanella 
teromonadales; Shewanellaceae; 


ref|NR_025440.1| Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
llaceae; Roseospira. 

ref|NR_025433.1] Alteromonas 

e 1859752 1861233 Alteromonas 
romonadales; Alteromonadaceae; 


ref|NR_025431.1] Chromohalobacter 

71 1864302 Chromohalobacter israelensis 

Halomonadaceae; Chromohalobacter. 

ref|NR_025428.1] Chelatococcus 
1867493 1868858 Chelatococcus 

izobiales; Beijerinckiaceae; 


ref|NR_025427.1| Glaciecola polaris 

93 Glaciecola polaris Bacteria; 

aceae; Glaciecola. 

ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 


ref|NR_025404.1| Bordetella trematum 
30 Bordetella trematum Bacteria; 

ae; Bordetella. 
ref|NR_025401.1| Actinomyces 
ce 1901160 1902575 Actinomyces 
ycetales; Actinomycineae; 


ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 
aceae; Ignatzschineria. 

ref|NR_025362.1] Arthrobacter luteolus 
65 Arthrobacter luteolus Bacteria; 

; Micrococcaceae; Arthrobacter. 


gi|219878216 
1967755 19691 


ref|NR_025355.1| Thermicanus aegyptius 
80 Thermicanus aegyptius Bacteria; 


Thermicanus. 


gi 


219846345 
38276 
219846344 
38276 
219846342 
38291 
219846341 
38307 
219846340 
38321 
219846339 
38350 
219846338 
38365 
219846337 
38380 
219846336 
38381 
219846335 
38396 
219846334 
38411 
219846333 


sequence 


gi 
gi 


gi 


219846332 
38442 
219846331 
38457 
219846330 


sequence 


gl 


gi 


219846329 
38487 
219846328 


sequence 


gi 


gi 


219846327 
38517 
219846326 
38532 
219846325 
38547 
219846324 
38562 
219846323 
38577 
219846322 
38606 
219846321 
38622 
219846320 
38638 
219846319 
38638 
219846318 
38653 
219846317 
38668 
219846316 
38684 
219846315 
38699 
219846314 
38714 
219846313 
38730 
219846312 
38746 
219846311 
38776 
219846310 
38791 
219846309 


ref 
02 
ref 


53 3829122 


ref 


73 3830684 


ref 


35 3832122 


ref 


73 3833552 


ref 
09 
ref 
33 
ref 
63 
ref 


NR_025935.1 
NR_025934.1 
NR_025932.1 
NR_025931.1 
NR_025930.1 
NR_025929.1 
NR_025928.1 
NR_025927.1 


NR_025926.1 


14 3839581 
ref 
32 3841072 
ref 
23 3842666 
ref ro 
3842717 38441 
ref 
28 3845697 
ref 
48 3847187 
ref 

3847238 38486 


NR_025925.1 
NR_025924.1 
NR_025923.1 
NR_025922.1 
NR_025921.1 


NR_025920.1 


7 


% 


ref 


28 3850167 


ref 


3850218 385168 


ref 


32 3853195 


ref 


46 3854730 


ref 


81 3856237 


ref 


88 3857724 


ref 


75 3859205 


ref 
94 
ref 
79 
ref 
01 
ref 


52 3865319 


ref 


70 3866842 


ref 


93 3868368 


ref 


19 3869879 


ref 


30 3871391 


ref 


42 3872977 


ref 


28 3874564 


ref 


15 3876101 


ref 
26 

ref 
46 


ref 


NR_025919.1 
NR_025918.1 


NR_025917.1 


NR_025916.1 
NR_025915.1 
NR_025914.1 
NR_025913.1 
NR_025912.1 


NR_025911.1 


NR_025910.1 
NR_025909.1 
NR_025908.1 
NR_025907.1 
NR_025906.1 
NR_025905.1 
NR_025904.1 
NR_025903.1 
NR_025902.1 
NR_025901.1 


NR_025900.1 


NR_025899.1 


3879197 3880715 


Helicobacter felis strain CS1 16S ribosomal RNA, partial sequence 3826129 
Cardiobacterium hominis strain 6573 16S ribosomal RNA, partial sequence 
Heliobacterium chlorum ATCC 35205 16S ribosomal RNA, partial sequence 
Ruminococcus flavefaciens strain C94 16S ribosomal RNA, partial sequence 
Ruminococcus bromii strain ATCC 27255 16S ribosomal RNA, partial sequence 
Ruminococcus albus strain 7 16S ribosomal RNA, partial sequence 3833603 
Halomonas halodurans strain C-1 16S ribosomal RNA, partial sequence 3835060 
Halomonas pacifica strain 62 16S ribosomal RNA, partial sequence 3836584 
Thiomicrospira pelophila strain 4B 16S ribosomal RNA, partial sequence 
Blastococcus aggregatus strain B15 16S ribosomal RNA, partial sequence 
Halanaerobium lacurosei strain H200 16S ribosomal RNA, complete sequence 
Flavobacterium hibernum strain ATCC 51468 16S ribosomal RNA, partial 
Staphylococcus warneri strain AW 25 16S ribosomal RNA, partial sequence 
Rickettsia rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 
Rickettsia montanensis strain ATCC VR-611 16S ribosomal RNA, partial 
Rickettsia massiliae strain Mtul 16S ribosomal RNA, partial sequence 
Bacteroides cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial 
Acetivibrio cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 
Leptothrix discophora strain SS-1 16S ribosomal RNA, partial sequence 
Azoarcus tolulyticus strain Td-21 16S ribosomal RNA, partial sequence 
Mycoplasma meleagridis strain 17529 16S ribosomal RNA, partial sequence 
Mycoplasma gallinaceum strain DD 16S ribosomal RNA, partial sequence 
Mycoplasma imitans strain 4229 16S ribosomal RNA, partial sequence 3859256 
Lactobacillus reuteri F275 16S ribosomal RNA, partial sequence 3860745 
Rikenella microfusus strain Q-1 16S ribosomal RNA, partial sequence 3862330 
Alistipes putredinis strain ATCC 29800 16S ribosomal RNA, partial sequence 
Porphyromonas macacae strain 7728-L6C 16S ribosomal RNA, partial sequence 
Porphyromonas levii strain ATCC 29147 16S ribosomal RNA, partial sequence 
Arcobacter nitrofigilis strain CI 16S ribosomal RNA, partial sequence 
Arcobacter cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 
Gemella morbillorum strain 2917B 16S ribosomal RNA, partial sequence 
Gemella haemolysans strain ATCC 10379 16S ribosomal RNA, partial sequence 
Neisseria weaveri strain CDC 8142 16S ribosomal RNA, partial sequence 
Thermus filiformis strain Wai33 16S ribosomal RNA, partial sequence 3876152 
3877677 


Thermus aquaticus strain YT-1 16S ribosomal RNA, partial sequence 


Caloramator fervidus strain RT4. Bl 16S ribosomal RNA, complete sequence 


526402 Bacteria_16S 
strain CK58 
Firmicutes; 
526402 Bacteria_16S 
strain ATCC 15260 


526402 Bacteria_16S 
strain KK19 
Firmicutes; 
526402 Bacteria_16S 
strain 58Eu 
Proteobacteria; 
526402 Bacteria_16S 


Soel 16S ribosomal RNA, partial sequence 
Xanthomonadales; 


Gammaproteobacteria; 
526402 Bacteria_16S 


16S ribosomal RNA, 
Bacillales; 


1972338 1972358 88 

Clostridiales; 
2015569 2015593 84 
2047426 2047450 84 
complete 
2067277 2067301 84 


2088735 2088759 84 


2091734 2091758 84 


Paenibacillaceae; 


108 


16S ribosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


108 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


16S ribosomal RNA, partial sequence 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 
526402 Bacteria_16S 
strain AU2944 16S 
Proteobacteria; 
526402 Bacteria_16S 
strain TF-11 16S 
Firmicutes; 
526402 Bacteria_16S 


strain Ps 9-14 16S ribos 


Proteobacteria; 
526402 Bacteria_16S 
umsongensis strain Ps 
umsongensis Bacteria; 
Pseudomonas. 
526402 Bacteria_16S 
strain KMM 3582 1 
Proteobacteria; 
526402 Bacteria_16S 
extremorientalis 
extremorientalis 
Pseudomonas. 
526402 Bacteria_16S 


riboso 
Betaproteobacteria; 


ribosomal RNA, 
Bacillales; 


Bacteria; 


2122176 2122200 84 


2125233 2125257 84 
partial 
Bacillaceae; 
2143284 2143308 84 


2144789 2144813 84 
3+ 
Proteobacteria; 


2188783 2188807 84 


2219020 2219044 84 


2220553 2220577 84 


Proteobacteria; 


Gammaproteobacteria; Alteromonadales; 


108 


mal RNA, partial sequence 
Burkholderiales; 


108 
sequence 


Bacillus. 


108 


omal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


108 


10 16S ribosomal RNA, partial sequence 2 
Gammaproteobacteria; 


108 


6S ribosomal RNA, partial sequence 2188558 21900 
Gammaproteobacteria; Alteromonadales; 


108 


strain KMM 3447 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


108 


strain 7d 16S ribosomal RNA, partial sequence 


526402 Bacteria_16S 


aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
526402 Bacteria_16S 


costantinii strain CFBP 5705 16S ribosomal RNA, partial 


costantinii Bacteria; 
Pseudomonas. 
526402 Bacteria_16S 


californiensis strain APO 16S ribosomal RNA, partial sequence 
californiensis Bacteria; 


526402 Bacteria_16S 


venustensis strain ISO04 16S ribosomal RNA, partial sequence 22630 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Bacteria; 
526402 Bacteria_16S 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
526402 Bacteria_16S 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 
526402 Bacteria_16S 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
526402 Bacteria_16S 


strain IBS 193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


526402 Bacteria_16S 


2221962 2221986 84 


2234176 2234200 84 
Proteobacteria; 
2237269 2237293 84 
Firmicutes; 


2263294 2263318 84 


2271014 2271038 84 


2272486 2272510 84 

Proteobacteria; 
2290682 2290706 84 
Proteobacteria; 


2296692 2296716 84 


2299657 2299681 84 


Clostridia; 


108 


108 


Gammaproteobacteria; 


108 


108 


108 


KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


108 


Gammaproteobacteria; Alteromo 


108 


Gammaproteobacteria; 


108 


108 


strain 63287 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


Clostridiales; 


gi|219878213 
1972100 19735 


ref 


Clostridium. 
219878185|ref 
20153 


gi 


2091488 20930 
Shewanellaceae; 
gi| 219857653 |ref 
2121958 21233 


gi|219857651 
2125001 21265 


ref 


219857639 |ref 


gi 


75 2016816 Caulo 
Sphingomonadaceae 


NR_025352.1 
NR_025324.1 


NR_025299.1 


108 gi|219878160|ref 
sequence 2047168 2048707 Paenibacillus 
Paenibacillus. 
108 gi| 219878145 |ref|NR_025284.1 
2067059 20685 
Thauera. 
108 gi|219878130|ref|NR_025269.1 
2088549 2089942 Nevskia ramosa Bacteria; 
Sinobacteraceae; Nevskia. 
108 gi| 219878128 |ref|NR_025267.1 


Shewanella. 
NR_025242.1 


NR_025240.1 


NR_025228.1 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Caulobacter leidyia 


bacter leidyia Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Nevskia ramosa strain 
Proteobacteria; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 
Burkholderiaceae; Ralstonia. 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Pseudomonas koreensis 


2143068 2144522 Pseudomonas koreensis Bacteria; 


219857638 |ref 


gi 


219857606|ref 


gi 


Shewanellaceae; 
gi| 219857586 |ref 


gi|219857585 
2220358 22217 


ref 


219857584 
22217 
Xanthobac 
219857576 
sequence 
Pseudomona 


gi ref 


gi 


219857574 |ref 


gi 
Clost 
gi|219857557|ref 

Alc 


gi|219857552|ref 


Pseud 


219857551 
sequence 


gi 


219857538 
sequence 
Alteromon 


gi 


gi| 219857532 |ref 
2296489 22979 


Bar 


Pseudomonadaceae; 


144573 214602 
Pseudomonadales; 


Pseudomonadales; 
41 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


92 2223169 Xantho 


2237029 223848 


50 2264581 Alcani 


90 2272278 Pseudo 


NR_025227.1 


NR_025195.1 
Shewanella. 


NR_025174.1 
221879 


NR_025173.1 


NR_025172.1 


teraceae; 


NR_025162.1 


ridiaceae; T 
NR_025145.1 


anivoracacea 
NR_025140.1 


oalteromonad 


adales; 
NR_025120.1 


tonella. 


219857530|ref 


gi 


Pseudomonas. 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Xanthobacter viscosus 


viscosus Bacteria; 
Xanthobacter. 


Xanthobacter 
bacter aminoxidans 
nthobacter. 
Pseudomonas 

7 Pseudomonas 
omonadaceae; 


Tindallia 

3 Tindallia 

indallia. 

Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


NR_025118.1 


Bosea massiliensis 


2299447 2300877 Bosea massiliensis Bacteria; 


526402 Bacteria_16S 2322528 2322552 84 108 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
strain CFML 97-514 16S ribosomal RNA, partial sequence 2322316 2323816 Pseudomonas grimontii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

526402 Bacteria_16S 2367855 2367879 84 108 gi|219857481|ref|NR_025069.1| Mycoplasma 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 2369337 2369361 84 108 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 
strain HRC292 16S ribosomal RNA, partial sequence 2369126 2370587 Mycoplasma primatum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 2370848 2370872 84 108 gi|219857479|ref|NR_025067.1| Mycoplasma opalescens 
strain MH5408 16S ribosomal RNA, partial sequence 2370638 2372093 Mycoplasma opalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 2372357 2372381 84 108 gi|219857478|ref|NR_025066.1| Mycoplasma maculosum 
strain PG15 16S ribosomal RNA, partial sequence 2372144 2373602 Mycoplasma maculosum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 2376886 2376910 84 108 gi|219857475|ref|NR_025063.1| Mycoplasma columbinum 
strain MMP-1 16S ribosomal RNA, partial sequence 2376676 2378132 Mycoplasma columbinum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 2378395 2378419 84 108 gi|219857474|ref|NR_025062.1| Mycoplasma 
columbinasale strain 694 16S ribosomal RNA, partial sequence 2378183 2379640 Mycoplasma 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 2379901 2379925 84 108 gi|219857473|ref|NR_025061.1| Mycoplasma caviae 
strain G122 16S ribosomal RNA, partial sequence 2379691 2381146 Mycoplasma caviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 2399639 2399663 84 108 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

526402 Bacteria_16S 2434696 2434720 84 108 gi|219857431|ref|NR_025019.1] Clostridium 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 2446876 2446900 84 108 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

526402 Bacteria_16S 2468169 2468193 84 108 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
526402 Bacteria_16S 2510277 2510321 65 108 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

526402 Bacteria_16S 2529976 2530000 84 108 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 2549129 2549153 84 108 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

526402 Bacteria_16S 2550624 2550648 84 108 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

526402 Bacteria_16S 2556773 2556797 84 108 gi|219857339|ref|NR_024927.1| Pseudomonas migulae 
strain CIP 105470 16S ribosomal RNA, partial sequence 2556540 2558055 Pseudomonas migulae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

526402 Bacteria_16S 2570532 2570556 84 108 gi| 219857287 |ref|NR_024918.1| Pseudomonas jessenii 
strain CIP 105274 16S ribosomal RNA, partial sequence 2570299 2571813 Pseudomonas jessenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

526402 Bacteria_16S 2579653 2579677 84 108 gi|219857281|ref|NR_024912.1| Pseudomonas cedrina 
strain CFML 96-198 16S ribosomal RNA, partial sequence 2579420 2580935 Pseudomonas cedrina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

526402 Bacteria_16S 2584358 2584382 84 108 gi|219857278|ref|NR_024909.1| Pseudomonas orientalis 
strain CFML 96-170 16S ribosomal RNA, partial sequence 2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

526402 Bacteria_16S 2595196 2595220 84 108 gi|219857271|ref|NR_024902.1| Pseudomonas mandelii 
strain CIP 105273 16S ribosomal RNA, partial sequence 2594961 2596478 Pseudomonas mandelii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

526402 Bacteria_16S 2602860 2602884 84 108 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

526402 Bacteria_16S 2633595 2633619 84 108 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 


526402 Bacteria_16S 
DSM 5322 16S ribosomal RNA, partial sequence 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; 


thyasirae strain 


Thiomicrospira. 


526402 Bacteria_16S 


strain SWub3 16S 


2647464 2647488 84 


2653466 2653490 84 


2660971 2660995 84 


108 


108 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
526402 Bacteria_16S 


108 


gi|219857226 


gi| 219857222 


Thiotrichales; 


ref|NR_024854.1| Thiomicrospira 
2647248 2648671 Thiomicrospira 
Piscirickettsiaceae; 
Azoarcus communis 


ref |NR_024850.1 


2653267 2654616 Azoarcus communis Bacteria; 


gi|219857216 


Azoarcus. 


ref|NR_024844.1] Methylorhabdus 


multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 


Bacteria; 


strain SHK-1 16S 


2713272 2713296 84 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
526402 Bacteria_16S 


108 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 


gi| 219857179 


Hyphomicrobiaceae; Methylorhabdus. 


ref|NR_024807.1| Enhygromyxa salina 


2713036 2714515 Enhygromyxa salina Bacteria; 


526402 Bacteria_16S 2722411 2722435 84 108 gi|219857173|ref|NR_024801.1] Alicyclobacillus 

pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

526402 Bacteria_16S 2733119 2733143 84 108 gi|219857165|ref|NR_024793.1| Shewanella sairae 


strain SM2-1 16S 


Shewanella. 


526402 Bacteria_16S 
strain GTC 854 16S ribosomal RNA, partial sequence 
Bacillales; 
526402 Bacteria_16S 

glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 
glycanilyticus Bacteria; 
526402 Bacteria_16S 


Firmicutes; 


2734609 2734633 84 


Proteobacteria; 
2736099 2736123 84 


Proteobacteria; 
2768758 2768782 84 


Bacillaceae; 
2777973 2777997 84 


Firmicutes; 
2779465 2779489 84 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
526402 Bacteria_16S 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
schlegeliana Bacteria; 
526402 Bacteria_16S 

marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; 


108 


Gammaproteobacteria; 


108 


Gammaproteobacteria; 


108 


Bacillus. 


108 


Bacillales; 


108 


strain AP3 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
526402 Bacteria_16S 


2785455 2785479 84 


108 


2732909 2734348 Shewanella sairae Bacteria; 


gi|219857164 


gi| 219857163 


gi|219857138 


gi| 219857131 


Paenibacillaceae; 


gi| 219857130 


Shewanellaceae; 


Alteromonadales; 


Alteromonadales; 


Shewanella. 
ref|NR_024792.1] Shewanella 

2734399 2735838 Shewanella 
Shewanellaceae; 
ref|NR_024791.1] Shewanella 
2735889 2737328 Shewanella 
Shewanellaceae; 


Shewanella. 


ref|NR_024766.1| Bacillus okuhidensis 


2768556 2770007 Bacillus okuhidensis Bacteria; 


ref|NR_024759.1| Paenibacillus 
2777747 2779208 Paenibacillus 
Paenibacillus. 


ref|NR_024758.1| Thiothrix eikelboomii 


2779259 2780679 Thiothrix eikelboomii Bacteria; 


gi| 219857126 


ref|NR_024754.1| Alicyclobacillus 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 


cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
526402 Bacteria_16S 


2788588 2788612 84 


108 


gi|219857124 


Alicyclobacillus. 


ref|NR_024752.1| Paenibacillus 


koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 


Bacteria; 


Firmicutes; 
526402 Bacteria_16S 

haemolyticum strain ATCC9650 16S ribosomal RNA, partial 
haemolyticum Bacteria; 
526402 Bacteria_16S 

transvaalensis strain SAGM1 16S ribosomal RNA, partial 
transvaalensis Bacteria; 
526402 Bacteria_16S 


Bacillales; 
2792889 2792913 84 


Firmicutes; 
2794431 2794455 84 


Firmicutes; 
2815480 2815504 84 


Clostridia; 


Paenibacillaceae; 


108 


108 


Clostridia; 


108 


Clostridiales; 


219857121 
sequence 


gi 


219857120 
sequence 


gi 


Clostridiales; Clostridiaceae; 


gi|219856913 


alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 


alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudomonas. 


526402 Bacteria_16S 


strain ATCC 13522 
Bacteria; 


2853655 2853679 84 


2866024 2866048 84 


108 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
526402 Bacteria_16S 


108 


gi|219856888 


gi|219856880 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 


stanieri Bacteria; 
Marinobacterium. 


526402 Bacteria_16S 
strain DSM11031 16S ribosomal RNA, partial sequence 
Bacillales; 
526402 Bacteria_16S 

oligophenolica 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
526402 Bacteria_16S 


Firmicutes; 


2870724 2870748 84 


Bacillaceae; 
2884770 2884794 84 


2892234 2892258 84 


Proteobacteria; Gammaproteobacteria; 


108 


Bacillus. 


108 


Sphingomonadales; 


108 


strain S-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
526402 Bacteria_16S 
ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 
526402 Bacteria_16S 


minutulum strain 


2927240 2927264 84 


2933244 2933268 84 


108 


108 


gi|219856877 


gi|219856866 


gi|219856861 


Paenibacillus. 


Clostridiaceae; 


Pseudomonadales; 


Alteromonadales; 


2884576 2885881 Sphingomonas 
Sphingomonadaceae; 


ref|NR_024749.1| Clostridium 
2792664 2794128 Clostridium 
Clostridium. 
ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
Alkaliphilus. 
ref|NR_024734.1] Pseudomonas 
2815260 2816748 Pseudomonas 
Pseudomonadaceae; 
ref 


NR_024707.1| Pseudomonas savastanoi 


2853433 2854934 Pseudomonas savastanoi 


Pseudomonas. 

ref|NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 

Alteromonadaceae; 

Bacillus vallismortis 


ref|NR_024696.1 


2870477 2872006 Bacillus vallismortis Bacteria; 


ref Sphingomonas 
oligophenolica Bacteria; 
Sphingomonas. 


NR_024680.1| Vibrio rumoiensis 


NR_024685.1 


ref 


2892009 2893502 Vibrio rumoiensis Bacteria; 


219856838 
sequence 


gi 


gi| 219856834 


jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 


Oceanospirillales; 


ref|NR_024657.1| Marinospirillum 
2927022 2928477 Marinospirillum 
Marinospirillum. 
ref|NR_024653.1| Marinobacterium 
2933018 2934480 Marinobacterium 


jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacterium. 


526402 Bacteria_16S 


2934752 2934776 84 108 gi 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 


526402 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


526402 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


526402 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


526402 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


526402 Bacteria_16S 


strain NCIMB 1112 


2960337 2960361 84 108 gi 
Co 


gi 


ia; Alteromonadales; Colwelliaceae; 
2961919 2961943 84 108 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2963468 2963492 84 108 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2974158 2974182 84 108 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3004723 3004747 84 108 gi 
6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


526402 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


526402 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


526402 Bacteria_16S 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


526402 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


526402 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


526402 Bacteria_16S 


strain K 16S ribo 


3027268 3027292 84 108 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3028816 3028840 84 108 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3044033 3044081 62 109 gi 
in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 

3045568 3045612 65 108 gi 
HKI 0125 16S ribosomal RNA, partial se 


Ornithinicoccus. 

3054763 3054787 84 108 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


e; 


3071216 3071240 84 108 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


526402 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


526402 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


526402 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


526402 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


526402 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


526402 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


526402 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


526402 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


526402 Bacteria_16S 


3072704 3072728 84 108 
ibosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3074152 3074176 84 108 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3101294 3101318 84 108 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3123937 3123961 84 108 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 


3125426 3125450 84 
in DSM 
eria; P 


108 gi 
5458 16S ribosomal RNA, partial 
roteobacteria; Alphaproteobacte 


3126895 3126919 84 
ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3144846 3144870 84 108 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
3176871 3176895 84 
16S rib 
ammaproteobacteria; Pseudomonadales; P 
3198315 3198339 84 108 gi 


108 gi 


Prevotellace 
108 gi 


a; Actinobacteria; Actinobacteridae; Act 


ar 
ba 


lw 


oc 


oc 


se 


lo 


ia 
tr 


eq 
id 


qu 


, 


qu 


1 
er 


cae B 


B 
en 
al 
Ti 
1 


er 


s 
ri 


ue 
a; 


se 


219856833 
219856816 
2960112 2961625 Colwe 


219856815 
2961676 29631 


219856814 
2963222 29647 


219846940 
2973936 29754 


219846920 


219846905 


219846904 


219846892 


219846891 


219846885 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 


219846873 
3072467 30738 


219846872 
219846854 
3101054 31025 


219846839 


219846838 


219846837 


219846825 
3144616 31460 
ae; 
219846803 
osomal RNA, partial sequence 3176631 31781 


ref 
uenc 
Ocea 

ref 
llia 


tial seq 
cteria; 


ellia. 
ref 


cus. 
ref 


cus. 
ref 
udomonadacea 
ref 
30045 
cystaceae; M 
ref 
1 sequen 
idiales; Pep 
uence 
iales; C 
ence 


Actinomyceta 


ence 
inomycet 


sequence 
ia; Rhodocyc 
ref 
loce 
e; M 
ref 


nckiacea 


alneatrix. 
ref 
ce 30739 
es; Rhodocyc 


ref 


ndallia. 
ref 

3 
obia 


sequence 
ia; Rhiz 


ref 


w 


equence 
a; Rhizobial 
ref 

3 
ales 
ref 


nce 
Rhizobi 


7 Prevot 


ref 


udomonadacea 


219846789 


ref 


71 Streptococcus 


20 Streptococcus 


ce 3027026 30285 


3043846 30453 
3045360 30468 


ales; 


3054533 30560 


12 3075441 Ferri 


123738 31251 


125234 31266 


126704 31281 


NR_024652.1 
e 293453 
nospirillale 
NR_024635.1 
maris Bacte 


NR_024634.1 


NR_024633.1 


NR_026532.1 


e; Pseudomon 
NR_026512.1 


29 3005936 Methyl 


ethylosinus. 
NR_026497.1 
3 
tococcaceae; 
NR_026496.1 
3 
ridiaceae; 
NR_026484.1 
0 
les; Microco 
NR_026483.1 
5 
3 Micrococci 
NR_026477.1 
2 
lales; Rhodo 
NR_026466.1 
lla palustri 
ethylocella. 


NR_026465.1 


NR_026464.1 
b 
laceae; Ferr 
NR_026446.1 


NR_026431.1 
8 
les; Hyphomi 
30.1 
5 
c 


NR_0264 
es; Hyphomi 
29.1 

4 
; Hyphomicro 
NR_026417.1 


NR_0264 


NR_026395.1 


e; Pseudomon 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Colwellia maris strain 
ria; Proteobacteria; 


Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Methylosinus sporium 
osinus sporium Bacteria; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Propionivibrio 
8 Propionivibrio 


cyclaceae; 


Methylocella palustris 
s Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Prevotella pallens 


69 Prevotella pallens Bacteria; 
ella. 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 


NR_026381.1 


Magnetospirillum 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 


526402 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; Clost 


526402 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


526402 Bacteria_16S 
16S ribosomal RNA, partial sequence 3231181 32326 


strain DSM 10020 
Firmicutes; Clost 


526402 Bacteria_16S 


australicum strai 
australicum Bacte 


526402 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


526402 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


526402 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


526402 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


526402 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


526402 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


526402 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


526402 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


526402 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


526402 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 
Streptosporangium 


526402 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


526402 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


526402 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


526402 Bacteria_16S 


carrageenovora st 


Pseudoalteromonas ca 


Pseudoalteromonad 


526402 Bacteria_16S 


3202726 3202750 84 108 
ibosomal RNA, partial sequence 


gi 


3202501 32039 


219846786 


ref 
81 Sporomusa silvacetica Bacteria; 


ridia; Clostridiales; Clostridiales Fami 
3263136 3263160 84 108 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3285892 3285916 84 108 gi 


al 


ridia; Clostridiales; Clostridiaceae; Cl 
3296602 3296626 84 108 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3298127 3298151 84 108 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 


3305838 3305862 84 108 gi 


en 
sp 


al 
st 


en 
le 


ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3308804 3308828 84 108 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3313266 3313290 84 108 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


ob 


ri 


3319371 3319395 84 108 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteobact 
3352813 3352837 84 108 
bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3371192 3371236 65 108 gi 
43023 16S ribosomal RNA, partial seque 


gi 
H 


ne 


219846745 
ia 
219846730 
16S ribosomal RNA, partial sequence 3285670 32871 


219846723 


219846722 


219846717 


6S ribosomal RNA, partial sequence 3305595 33071 
bacillales; Lactobacillaceae; Lactobacillus. 
3307342 3307366 84 108 gi| 219846716 


219846715 
3308619 331 


219846711 


equence 


219846706 
equence 


219846682 
3352589 33540 


219846669 


ly XI. I 


sequenc 
Rhizob 


v 


ostridiu 


ce 32963 
iraceae; 


sequenc 
ridiales 


ce 330 
S; Xan 


71 
th 


00 


acterace 


a; Desul 


eria; Oc 
alomonad 


e 33709 


ref 


ref 


mM. 


ref 


ref 


v 
ref 


ref 


ref 


ae; 
ref 


ref 


ref 


ref 


iale 


Pse 


eano 


acea 


acteria; Actinobacteridae; Actinomycet 
3375766 3375786 84 104 gi 
ubsp. senegalense strain DSM 7379 16S 
Halanaerobiaceae; Halanaerobium. 
3386443 3386467 84 108 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3421113 3421137 84 108 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
3424080 3424104 84 108 gi 
rain ATCC 12662 16S ribosomal RNA, par 


aceae; Pseudoalteromonas. 


3425557 3425581 84 108 gi 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 


aurantia Bacteria 
Pseudoalteromonas 


; Proteobacteria; Gammaproteobacteria; 


526402 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


3427039 3427063 84 108 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


526402 Bacteria_16S 


3446145 3446169 84 108 gi 


ales; Stre 
219846666 


ribosomal 


219846658 
33862 
Halomonad 
219846630 
al sequenc 
ria; Alter 


219846628 
tial seque 


219846627 
equence 
Alteromon 


219846626 
equence 
Alteromo 


’ 


219846612 


ptos 


ref 
RNA, 
senegalense Bacteria; Firmicutes; Clostridia; 


ref 
19 3387691 Halomo 
acea 
ref Ed 
e 3420894 34223 
omon 


ref 
nce 
rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


ref 
3425334 34267 
adal 


ref me 
3426820 34282 


nada 


ref 


NR_026378.1 


56 Peptoniphilus 
ncer 


tae Sedis; 
NR_026337. 


e 3262929 32643 
S; Hyphomic 


NR_026322. 


autia. 


teraceae; 


brionales; 


e; 


t 
porangineae; 


NR_026258.1 
partial seq 


NR_026250.1 


e; Halomonas 
NR_026222.1 
2 
adales; Pseu 
NR_026220.1 


342386 


NR_026219.1 
6 
es; Pseudoal 
NR_026218.1 
4 
a 


les; Pseudo 


Sporomusa silvacetica 


NR_026315.1 
73 3297834 Pseudo 
udobutyrivib 
NR_026314.1 
e 3297885 329934 
Bl 
NR_026309.1 
06 Lactobacillus 


NR_026308.1 
57 3308568 Xantho 
obac Xa 


NR_026307.1 


NR_026298.1 
3319157 33206 
spirillales 


NR_026274.1 


P 


8 
xr 


3 
D 


3 


v 


Ss. 


ridia; Clostridiales; Veillonellaceae; Sporomusa. 

3226903 3226927 84 108 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
osomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3231421 3231445 84 108 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 


harei Bacteria; 
eptoniphilus. 
Pedomicrobium 
2 Pedomicrobium 
obiaceae; 
Clostridium pascui 


40 Clostridium pascui Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 
Blautia 
2 Blautia 


Lactobacillus oris 
oris Bacteria; 


Xanthobacter 
bacter autotrophicus 
nthobacter. 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Streptosporangium 
osporangium album 


Pedomicrobium. 


Xanthobacter flavus 
30 Xanthobacter flavus Bacteria; 
Xanthobacter 
NR_026303.1 
3313036 33145 
fovi 


Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
Halomona 
NR_026261.1 
99 3372445 Strep 


Streptosporangiaceae; 


Halanaerobium 
uence 3375527 3377012 


Halomonas eurihalina 

nas eurihalina Bacteria; 
Pseudoalteromonas 

9 Pseudoalteromonas 

doalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 


1lteromonadaceae; 


Clostridium viride 


NR_026204.1 


strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


Clostridium. 


526402 Bacteria_16S 3549808 3549832 84 108 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

526402 Bacteria_16S 3557559 3557583 84 108 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

526402 Bacteria_16S 3559039 3559063 84 108 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

526402 Bacteria_16S 3560554 3560578 84 108 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

526402 Bacteria_16S 3562075 3562099 84 108 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
526402 Bacteria_16S 3563560 3563584 84 108 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

526402 Bacteria_16S 3565040 3565064 84 108 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

526402 Bacteria_16S 3566546 3566570 84 108 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

526402 Bacteria_16S 3601655 3601703 62 109 gi|219846505|ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

526402 Bacteria_16S 3618240 3618260 88 108 gi|219846493|ref|NR_026085.1| Fusobacterium 
periodonticum strain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

526402 Bacteria_16S 3621002 3621022 88 108 gi|219846491|ref|NR_026083.1| Fusobacterium 
nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
nucleatum subsp. fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
526402 Bacteria_16S 3657650 3657674 84 108 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
526402 Bacteria_16S 3659207 3659231 84 108 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
526402 Bacteria_16S 3660754 3660778 84 108 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
strain IC079 16S ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

526402 Bacteria_16S 3675984 3676004 84 104 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

526402 Bacteria_16S 3691119 3691143 84 108 gi| 219846443 |ref|NR_026034.1| Mycoplasma adleri 
strain G145 16S ribosomal RNA, partial sequence 3690909 3692364 Mycoplasma adleri Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 3704560 3704604 67 110 gi|219846433|ref|NR_026024.1| Prosthecobacter 
fusiformis strain FC4 16S ribosomal RNA, partial sequence 3704351 3705819 Prosthecobacter fusiformis 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
526402 Bacteria_16S 3707597 3707641 67 110 gi|219846431|ref|NR_026022.1| Prosthecobacter 
vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
526402 Bacteria_16S 3715142 3715166 84 108 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 
strain CKK 16S ribosomal RNA, complete sequence 3714904 3716367 Mycoplasma pullorum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 3749091 3749115 84 108 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
strain A089 16S ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

526402 Bacteria_16S 3762829 3762853 84 108 gi|219846390|ref|NR_025981.1]| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

526402 Bacteria_16S 3782354 3782378 84 108 gi|219846375|ref|NR_025966.1| Mycoplasma 
leopharyngis strain LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycoplasma leopharyngis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 3785308 3785332 84 108 gi|219846373|ref|NR_025964.1| Mycoplasma simbae 
strain LX 16S ribosomal RNA, partial sequence 3785096 3786526 Mycoplasma simbae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

526402 Bacteria_16S 3786793 3786817 84 108 gi|219846372|ref|NR_025963.1| Mycoplasma felifaucium 


strain PU 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3786577 3788011 Mycoplasma felifaucium Bacteria; 


526402 Bacteria_16S 


526402 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 

526402 Bacteria_16S 


Bacteria; 


3797359 3797383 84 


3812573 3812597 84 
Proteobacteria; 


3835268 3835292 84 


strain C-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
108 
4B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


526402 Bacteria_16S 
pelophila strain 
Bacteria; 


3838344 3838368 84 


3856508 3856532 84 


108 
strain PS-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 
108 
strain CECT 4199 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


108 


526402 Bacteria_16S 


strain 17529 16S 


ribosomal RNA, 


108 
partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
108 


526402 Bacteria_16S 


3857996 3858020 84 


strain DD 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
104 


526402 Bacteria_16S 


3862588 3862608 84 


strain Q-1 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
526402 Bacteria_16S 
strain ATCC 29800 
Bacteroidetes; 
526402 Bacteria_16S 


Bacteroidia; 


Bacteroidia; 


Bacteroidales; 
3864108 3864132 84 


Bacteroidales; 
3962549 3962573 84 


strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
108 
complete sequence 


526402 Bacteria_16S 


strain IAM 13153 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; M 
108 

strain CL-SP19 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
108 


526402 Bacteria_16S 


526402 Bacteria_16S 


3975802 3975826 84 


3982959 3982983 84 


4008302 4008326 84 


strain 848 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 


4046239 4046263 84 


Rikenellaceae; 
108 
16S ribosomal RNA, partial sequence 
Rikenellaceae; 
108 


526402 Bacteria_16S 
HDS1-1 16S ribosomal RNA, partial sequence 


108 


gi| 219846364 
3797117 37986 


gi|219846354 


gi| 219846338 
3835060 38365 


219846336 
38381 
Pis 
gi|219846324 
3856288 38577 


gi 


gi| 219846323 
3857775 38592 


gi| 219846320 
3862330 38638 
Rikenel 
219846319 

38638 
Alistip 
gi| 219846250 
3962329 39637 


gi 


219846241 
39756 


gi 
gi|219846236 
3982735 39841 


gi| 219846217 
4008054 40095 


gi|219846189 


ref|NR_025955.1 
iaceae; 
ref|NR_025945.1 
381232 
Aeromonadales; 


ref |NR_025913.1 


Aeromonas. 
NR_025779.1 


e; 
ref 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 
Cycloclasticus. 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


ref|NR_025928.1| Halomonas halodurans 

33 Halomonas halodurans Bacteria; 
Halomonas. 

ref|NR_025926.1| Thiomicrospira 

14 3839581 Thiomicrospira pelophila 

cirickettsiaceae; Thiomicrospira. 

ref|NR_025914.1| Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 

la. 

ref|NR_025909.1| Alistipes putredinis 
52 3865319 Alistipes putredinis Bacteria; 
es. 

ref|NR_025840.1| Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


ae; Rhodoferax. 

ref|NR_025831.1] Mycoplana bullata 

07 3977021 Mycoplana bullata Bacteria; 
ycoplana. 

ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 

eae; Idiomarina. 

ref|NR_025807.1| Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Vibrio ezurae strain 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


526402 Bacteria_16S 
aliena strain KMM 


Bacteria; 


4052171 4052195 84 108 gi 


4067250 4067274 84 108 gi 


4103464 4103488 84 108 gi 


4045996 4047515 Vibri 


3562 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 
526402 Bacteria_16S 
strain SGT-108 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; 
526402 Bacteria_16S 
HT 2-1 16S ribosomal RNA, partial sequence 


4067035 40685 


4103238 4104753 Vibri 


219846185 
40519 


219846174 


219846150 


© ezurae Bacteria; Proteobacteria; 


ref|NR_025775.1| Pseudoalteromonas 
28 4053458 Pseudoalteromonas aliena 
seudoalteromonadaceae; 


ref|NR_025764.1| Aquicella siphonis 
16 Aquicella siphonis Bacteria; 
Aquicella. 
ref|NR_025740.1| Vibrio gallicus strain 
o gallicus Bacteria; Proteobacteria; 


Gammaproteobacteria; Vib 


526402 Bacteria_16S 


4108048 4108072 84 


strain A828 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


526402 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
Aestuariibacter. 
526402 Bacteria_16S 


strain LMG 5911 16S ribo 
Proteobacteria; Betaproteobacteria; 


526402 Bacteria_16S 
insolitus strain 
insolitus Bacteria; 
526402 Bacteria_16S 


canifelinum strain RMA 1 


canifelinum Bacteria; 
526402 Bacteria_16S 
strain G3-29 16S 


526402 Bacteria_16S 


JC2043 
Pro 


LMG 600 
Prot 


ribosomal RNA, 
Proteobacteria; Gammapro 


4127826 4127850 84 


4175558 4175582 84 


4177043 4177067 84 


4181734 4181754 88 


Fusobacteria; 
4186227 4186251 84 


4198284 4198308 84 


rionales; Vibrionaceae; Vibrio. 
108 


Rhizobiales; 
108 
16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


Bartonellaceae; 


108 
somal RNA, partial sequence 4175338 41767 
Burkholderiales; Alcaligenace 
108 
3 16S ribosomal RNA, partial sequence 

eobacteria; Betaproteobacteria; Burkholde 
108 
2708 16S ribosomal RNA, partial sequence 
Fusobacteriales; 
108 

partial sequence 

teobacteria; Vibrionales; Vibrionaceae; V 
108 


gi|219846146 
4107869 41092 


gi|219846131 


Alterom 


gi| 219846096 


gi| 219846095 


gi| 219846089 


Fusobacteria 
gi| 219846085 
4186000 41874 


4127615 412904 
onadales; Altero 


ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref|NR_025675.1 


rs 


ibrio. 


gi|219846076 


ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 


ehimensis Bacteria; 


Firmicutes; 


Bacillales; 


Paenibacillaceae; 


ref|NR_025666.1 
4198059 419951 


Paenibacillus. 


ref|NR_025736.1| Bartonella chomelii 
43 Bartonella chomelii Bacteria; 
Bartonella. 

ref|NR_025721.1| Aestuariibacter 


8 Aestuariibacter 
monadaceae; 


Achromobacter spanius 
spanius Bacteria; 

v 

Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 
Fusobacterium 

4 Fusobacterium 

ium. 

Vibrio superstes 


86 Vibrio superstes Bacteria; 


Paenibacillus 
0 Paenibacillus 


526402 Bacteria_16S 4213438 4213462 84 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


translucida Bacteria; 
Pseudoalteromonas. 
526402 Bacteria_16S 


Proteobacteria; 


4214992 4215016 84 


paragorgicola strain KMM 3548 16S ribosomal RNA, partial 


paragorgicola Bacteria; 
Pseudoalteromonas. 
526402 Bacteria_16S 


Proteobacteria; 


4222600 4222624 84 


strain 34633 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


526402 Fungi_16S 10848 10895 62 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
526958 Bacteria_16S 940508 940457 1 


strain DSM 2588 16S ribosomal RNA, partial sequence 940206 94166 
Sphingobacteriales; Chitinophagac 


Bacteroidetes; Sphingobacteria; 
526958 Bacteria_16S 1061485 1061434 1 
japonensis strain 
Bacteria; Bacteroidetes; 
526958 Bacteria_16S 132302 132252 1 
strain R-10 16S ribosomal RNA, 
Bacteroidetes; Sphingobacteria; 
526958 Bacteria_16S 2261832 2261798 1 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


hydrogeniphilum Bacteria; 
Thermodesulfobacterium. 


526958 Bacteria_16S 89351 89321 1 


hveragerdense strain JSP 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


hveragerdense Bacteria; 
Thermodesulfobacterium. 
526958 Bacteria_16S 289160 289110 1 
strain CDC F5101 16S ribosomal RNA, 


526958 Bacteria_16S 795378 795328 1 


ferriphilum strain P3a 16S ribosomal RNA, partial sequence 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 


526958 Bacteria_16S 806160 806130 1 


thermophilum strain 7 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


thermophilum Bacteria; 
Thermodesulfobacterium. 


526958 Bacteria_16S 1198902 1198868 1 


DSM 18053 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteria; Bacteroidetes; 
526958 Bacteria_16S 4067343 4067293 1 


strain SGT-108 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


526958 Bacteria_16S 
strain SGT-39 16S 


4068883 4068833 1 


526958 Bacteria_16S 613989 613936 1 


strain SL24 16S ribosomal RNA, partial sequence 
Thermotogaceae; 


Thermotogae; Thermotogales; 
526958 Bacteria_16S 1334980 1334927 1 


strain SJ95 16S ribosomal RNA, partial sequence 
Thermotogaceae; 


Thermotogae; Thermotogales; 
526958 Bacteria_16S 1812878 1812825 1 


strain SL25 16S ribosomal RNA, partial sequence 
Thermotogaceae; 


Thermotogae; Thermotogales; 
526958 Bacteria_16S 450987 450951 1 
strain Met-12 16S 
Thermotogae; Thermotogales; 
526958 Bacteria_16S 3676077 3676027 1 
congolense strain 
congolense Bacteria; 
526958 Bacteria_16S 


Firmicutes; 


19951 19901 1 


complete sequence 
Sphingobacteriales; Rhodothermaceae; 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


ribosomal RNA, partial sequence 
Thermotogaceae; 


108 gi 


108 gi 


108 gi 


108 gi 


52 gi 


52 gi 


758 16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; 


51 gi 


35 gi 


31 


gi 


Si gi 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 


51 gi 


31 gi 


35 gi 


51 gi 


onl gi 


SEBR 4224 16S ribosomal RNA, partial 
Clostridia; 


multivorans strain Struelens 16S ribosomal RNA, partial 
multivorans Bacteria; Proteobacteria; Betaproteobacteri 


Burkholderia; 
526958 Bacteria_16S 


63927 63877 1 


Burkholderia cepacia complex. 


54 gi| 265678642 
613678 61515 
Petrotoga. 
54 gi| 228721489 
1334683 13361 
Petrotoga. 
54 gi| 219878327 
1812567 18140 
Petrotoga. 
37 gi| 265678753 
450666 45216 
Petrotoga. 
51 gi| 219846453 
sequence 
Halanaerobiales; Hal 
51 gi| 265679050 
sequence 
a; Burkhol 
51 gi| 265679021 


4222451 42238 


131953 13349 


Thermodesulfobac 


Thermodesulfobacte 


Thermodesulfobacter 


1198618 12000 
Sphingobacteriales; 


4067035 40685 
Coxiellaceae; 


4068567 40700 
Coxiellaceae; 


219846065 


219846064 


219846056 


219857175 


265678418 


265678336 


10611 


265678974 


219857558 


265679003 


265678867 
28882 


265678515 
79504 


265678508 
80584 
228715480 
Fle 


219846174 


219846173 


Alteromonadales; 


sequence 
Gammaproteobacteria; Alteromonadales; 


Actinomycetales; 


Chitinophagaceae; C 


ref|NR_025655.1 
4213214 421471 


ref|NR_025654.1 
4214764 421626 


ref|NR_025646.1 
Afipia. 
NR_024803.1 
12137 

Coryn 


ref 


ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinophag 
ref |NR_028638.1 
67 1062648 Chitin 


ref |NR_029282.1 
5 Rhodothermus 
Rhodothermus 
ref|NR_025146.1 

2261503 226299 
teriales; Thermo 


ref |NR_029311.1 
89036 90489 
riales; Thermode 


ref |NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref |NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 
ref |NR_027533.1 
xibacteraceae; D 
ref|NR_025764.1 


Aquicella. 
ref|NR_025763.1 


Aquicella. 
ref |NR_028947.1 


ref |NR_027612.1 


ref |NR_025466.1 


ref|NR_029058.1 


ref|NR_026044.1 
3675717 367724 
anaerobiaceae; H 
ref|NR_029358.1 
19628 21106 
deriales; Burkho 


seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 


Pseudoalteromonas 
3 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Nocardia 
Nocardia 
ebacterineae; 


Chitinophaga pinensis 


pinensis Bacteria; 


a. 

Chitinophaga 
ophaga japonensis 
hitinophaga. 
Rhodothermus marinus 


marinus Bacteria; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Bordetella holmesii 
ella holmesii Bacteria; 


Leptospirillum 
pirillum ferriphilum 


Thermodesulfobacterium 
desulfobacterium 


ulfobacteriaceae; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Burkholderia 
Burkholderia 
lderiaceae; 


ref|NR_029329.1 
65117 


Herbaspirillum 


Herbaspirillum seropedicae 


526958 Bacteria_16S 


526958 Bacteria_16S 
strain C4D1M 16S 
Proteobacteria; 

526958 Bacteria_16S 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 


Bacteria; 
526958 Bacteria_16S 


strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 23896 


Proteobacteria; 
526958 Bacteria_16S 
pyrrocinia strain 
Bacteria; 


205575 205525 1 
equigenitalis strain N480/82 16S ribosomal RNA, partial 
equigenitalis Bacteria; 


234530 234480 1 


236166 236116 1 


237748 237698 1 


239297 239247 1 


Burkholderia cepacia complex. 


526958 Bacteria_16S 


240883 240833 1 


Proteobacteria; 


51 


Betaproteobacteria; 


51 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


51 


51 


51 


51 


strain 717 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


complex. 
526958 Bacteria_16S 


strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 24821 
Thermotogaceae; 


Thermotogae; 
526958 Bacteria_16S 
xenovorans strain 
Bacteria; 
526958 Bacteria_16S 
strain MSB-8 16S 
Thermotogae; 
526958 Bacteria_16S 


strain KS 0043 16S ribosomal RNA, 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
526958 Bacteria_16S 430972 430922 1 51 gi| 265678767 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Roseomonas. 

526958 Bacteria_16S 446431 446381 1 51 gi| 265678757 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
526958 Bacteria_16S 447963 447913 1 51 gi| 265678756 


strain 5424 16S ribosomal RNA, partial sequence 


Thermotogales; 


ribosomal RNA, 
Thermotogales; 


247026 246992 1 


256013 255963 1 


304378 304344 1 


307527 307477 1 


35 


51 


35 


complete sequence 
Thermotogaceae; 


51 


gi 
gi 
23 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


gi 


2327 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 
24 


gi 


Thermotoga. 


gi 


LB400 16S ribosomal RNA, partial sequence 25570 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


gi 


complete sequence 307188 30872 


447654 44913 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


526958 Bacteria_16S 
strain R 8118 16S 
Proteobacteria; 
526958 Bacteria_16S 


ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
526958 Bacteria_16S 


defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 49817 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 
526958 Bacteria_16S 


strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 50125 
Betaproteobacteria; Burkholderiales; Comamonadace 


Proteobacteria; 
526958 Bacteria_16S 
strain DV1140 16S 
Thermotogae; 
526958 Bacteria_16S 


strain K11 16S ribosomal RNA, partial sequence 


Proteobacteria; 
526958 Bacteria_16S 


ludipueritiae strain 170-96 16S ribosomal RNA, 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseomonas. 
526958 Bacteria_16S 


albertensis strain DSM 14366 16S ribosomal RNA, partial 
Proteobacteria; 


albertensis Bacteria; 
Acidithiobacillus. 
526958 Bacteria_16S 


467707 467657 1 


487710 487660 1 


498510 498460 1 


500062 500012 1 


504683 504649 1 


533565 533515 1 


561130 561080 1 


562679 562629 1 


576194 576144 1 


51 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderia 


51 


SL 


51 


35 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


SL 


51 


51 


51 


gi 


gi 


Oceanospirillales; 


gi 


gi 


gi 


gi 


533233 53475 
Betaproteobacteria; Burkholderiales; Comamonadace 


gi 
partial 


gi 


Gammaproteobacteria; Acidit 


gi 


304028 30558 
Thermotoga. 


467397 46889 


504361 50587 


265678926 
sequence 


265678905 
4235 23583 


265678904 
23588 


265678903 


Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


265678902 
23901 


265678901 
0595 24207 


265678897 


265678891 


Bu 


265678857 


265678855 


Acetobacte 
265678739 


265678726 
48737 
265678719 
Co: 
265678718 


265678715 


265678696 


265678678 
sequence 
Rhod 


265678677 
sequence 


265678668 


Burkholderiaceae; 


Burkholderiaceae; 


ref|NR_029234.1 


nl Taylorella 
205252 206750 


Taylorella 


Burkholderiales; Alcaligenaceae; Taylorella. 


ref |NR_029213.1 
4 Burkholderia 


Burkholderia graminis 
graminis Bacteria; 
Burkholderia. 

ref|NR_029212.1| Burkholderia 

5 237406 Burkholderia phenazinium 
Burkholderia. 
Burkholderia glumae 
glumae Bacteria; 
Burkholderia. 

ref|NR_029210.1| Burkholderia 

7 240544 Burkholderia pyrrocinia 
Burkholderia; 


ref|NR_029211.1 
6 Burkholderia 


ref|NR_029209.1| Burkholderia cepacia 
2 Burkholderia cepacia Bacteria; 
Burkholderia; Burkholderia cepacia 


ref|NR_029205.1| Thermotoga hypogea 
7 Thermotoga hypogea Bacteria; 


ref|NR_029199.1| Burkholderia 

3 257168 Burkholderia xenovorans 
rkholderiaceae; Burkholderia. 
ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_029161.1| Comamonas testosteroni 

3 Comamonas testosteroni Bacteria; 

ae; Comamonas. 

ref|NR_029072.1| Roseomonas gilardii 
430661 432145 Roseomonas gilardii 

spirillales; Acetobacteraceae; 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029061.1| Roseomonas gilardii 

5 Roseomonas gilardii Bacteria; 

raceae; Roseomonas. 

ref|NR_029044.1| Burkholderia terricola 
3 Burkholderia terricola Bacteria; 
ceae; Burkholderia. 


ref|NR_029031.1| Marinomonas 

1 488866 Marinomonas ushuaiensis 
Marinomonas. 

ref|NR_029024.1| Hydrogenophaga 

8 499679 Hydrogenophaga defluvii 
mamonadaceae; Hydrogenophaga. 
ref|NR_029023.1| Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 

ae; Hydrogenophaga. 

ref|NR_029020.1| Thermosipho atlanticus 
1 Thermosipho atlanticus Bacteria; 


ref|NR_029001.1| Ottowia thiooxydans 
7 Ottowia thiooxydans Bacteria; 
ae; Ottowia. 
ref |NR_028983.1] Roseomonas 
560822 562307 Roseomonas 


ospirillales; Acetobacteraceae; 
ref |NR_028982.1| Acidithiobacillus 
562358 563851 Acidithiobacillus 


hiobacillales; Acidithiobacillaceae; 


ref Acidovorax 


NR_028973.1 


valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


526958 Bacteria_16S 


526958 Bacteria_16S 


526958 Bacteria_16S 


526958 Bacteria_16S 


526958 Bacteria_16S 
strain LMG 18106 


526958 Bacteria_16S 
strain LMG 16407 


526958 Bacteria_16S 
strain IMI 359870 


588217 588167 1 
strain Ppe8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
738284 738234 1 

lusitanum strain P6-12 16S ribosomal RNA, 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
741353 741303 1 
strain MDA5527 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
892563 892513 1 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 89373 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
894098 894048 1 
16S ribosomal RNA, partial sequence 893783 89526 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
895633 895583 1 
16S ribosomal RNA, partial sequence 895318 89680 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
942053 942003 1 
16S ribosomal RNA, partial sequence 


51 


51 


51 


51 


51 


51 


51 


complete sequence 73794 


gi| 265678660 
587905 58931 


gi|265678555 


gi|265678553 
741046 74252 


gi|265678449 


rkholderia 


Ox 


Acetobacte 


ref 


ref 


8 7 


ref 


ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


526958 Bacteria_16S 


943616 943566 1 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydro 


51 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


526958 Bacteria_16S 


Bacteria; 
526958 Bacteria_16S 


taeniospiralis Bacteria; 
Hydrogenophaga. 
526958 Bacteria_16S 
strain PHL 16S ribosomal 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
949866 949816 1 


526958 Bacteria_16S 
strain 133 16S ribosomal 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
951425 951375 1 


526958 Bacteria_16S 
strain 146 16S ribosomal 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
952976 952926 1 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
psychrophila Bacteria; Proteobacteria; 


526958 Bacteria_16S 


Simplicispira. 
526958 Bacteria_16S 


526958 Bacteria_16S 
strain 7-2 16S ribosomal 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 
1037120 1037070 1 


526958 Bacteria_16S 
strain 7-1 16S ribosomal 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
1059964 1059930 1 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 


526958 Bacteria_16S 


hydrothermalis Bacteria; 
526958 Bacteria_16S 


primoryensis strain KMM 3633 16S ribosomal RNA, partial 
Gammaproteobacteria; 


primoryensis Bacteria; P 
526958 Bacteria_16S 
strain Ter6 16S ribosoma 
Proteobacteria; Betaprot 
526958 Bacteria_16S 
DSM 9946 16S ribosomal R 
Deinococcus-Thermus; Dei 
526958 Bacteria_16S 
C91 16S ribosomal RNA, p 
Proteobacteria; Betaprot 
526958 Bacteria_16S 
13501 16S ribosomal RNA, 


945179 945129 1 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 


948305 948255 1 


954536 954486 1 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 95569 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
1035579 1035529 1 


1145925 1145875 1 


1179233 1179183 1 


51 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
946739 946689 1 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


51 
Proteobacteria; 


51 
RNA, partial sequence 


51 
RNA, partial sequence 


51 
RNA, partial sequence 


51 


51 


51 
RNA, partial sequence 


51 
RNA, partial sequence 


35 


Deinococcus-Thermus; Deinococci; Thermal 
1064573 1064523 1 51 gi| 265678334 
sequence 


roteobacteria; 
51 
1 RNA, partial sequence 
eobacteria; 
51 
nococci; Thermales; 
51 
artial 


51 


complete sequence 


Betaproteobacteria; 


Burkholderiales; 
1162555 1162505 1 
NA, partial sequence 1162257 1163688 Meiot 
Thermaceae; 


sequence 1178919 1180416 Nitro 
eobacteria; Nitrosomonadales; Nitrosomona 
1192790 1192740 1 


ceae; 


raceae; 


NR_028965.1 


NR_028859.1 


NR_028857.1 


NR_028751.1 


Burkholderia tropica 


0 Burkholderia tropica Bacteria; 
Burkholderia. 


Herbaspirillum 


39471 Herbaspirillum lusitanum 
alobacteraceae; 


Herbaspirillum. 
Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 
Roseomonas. 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


rkholderiaceae; Pandoraea. 
gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
rkholderiaceae; Pandoraea. 
gi| 265678447 |ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 
rkholderiaceae; Pandoraea. 
gi|265678417|ref|NR_028719.1| Comamonas terrigena 
941714 943232 Comamonas terrigena Bacteria; 
Comamonas. 
gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
genophaga flava Bacteria; 
Hydrogenophaga. 
gi|265678415|ref|NR_028717.1| Hydrogenophaga 


94484 


6 946358 Hydrogenophaga pseudoflava 


Comamonadaceae; Hydrogenophaga. 
gi|265678414|ref|NR_028716.1| Hydrogenophaga 
946409 947922 Hydrogenophaga 
Burkholderiales; Comamonadaceae; 
gi|265678413|ref|NR_028715.1| Acidovorax temperans 
947973 949484 Acidovorax temperans Bacteria; 
Comamonadaceae; Acidovorax. 
gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
949535 951049 Acidovorax delafieldii Bacteria; 
Comamonadaceae; Acidovorax. 
gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
951100 952594 Curvibacter delicatus Bacteria; 
Comamonadaceae; Curvibacter. 
gi|265678410|ref|NR_028712.1| Simplicispira 
952645 954156 Simplicispira 


Burkho 


gi| 265678409 


gi| 265678354 
1035238 10367 


gi| 265678353 
1036784 10382 


gi| 265678337 


Ocean 
gi| 253680759 
1145612 11470 
Oxalobactera 
gi|228720981 


Meiotherm 


gi|228717704 


gi|228715722 


ref 


ae; 


ref 


ref 


ae; 
ref 


es; 


ref 


ref 


ref 


US. 


ref 


ref 


7 Giesbergeria 
Giesbergeria. 


ceae; 


ospi 


hermus silvanus 


daceae; 


NR_028711.1 


NR_028656.1 


NR_028655.1 


NR_028639.1 
Thermaceae; 

NR_028636.1 
NR_028007.1 


NR_027600.1 


NR_027566.1 


somonas eutropha 
Nitrosomonas. 


NR_027537.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


lderiales; Comamonadaceae; 


Giesbergeria sinuosa 
sinuosa Bacteria; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
Herbaspirillum. 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 
Curvibacter. 


Marinithermus 


1059624 1061116 Marinithermus 


Marinithermus. 
Marinomonas 


1064282 1065700 Marinomonas 
rillales; Marinomonas. 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


ceae; Collimonas. 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 


Bordetella hinzii LMG 


1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 


gi 


219846308 


sequence 


gi 


219846307 


partial sequence 


gi 
gi 


gi 


219846306 
38853 
219846305 
38854 
219846304 


sequence 


gi 
gi 


gi 


219846302 
38885 
219846301 
38915 
219846300 


sequence 


gi 


219846299 
38932 
219846298 
38947 
219846297 
38963 
219846296 
38992 
219846295 
38993 
219846294 
39007 
219846293 
39023 
219846292 


sequence 


gi 
gi 


gi 


gi 


sequence 


gl 


gi 


219846291 
39053 
219846289 
39084 
219846288 
39099 
219846287 
39100 
219846286 
39115 
219846285 
39143 
219846284 
39158 
219846283 
39172 
219846282 


219846281 
39187 
219846280 


sequence 


gi 


219846279 


sequence 


gi 


219846278 


sequence 


gi 


complete sequence 


gi 


219846277 


219846276 


sequence 


gi 


gi 


219846275 
39282 
219846274 


sequence 


gi 


219846272 


sequence 


gi 


gi 


219846271 
39341 
219846270 


ref 
77 
ref 


28 3886973 


ref 


ref 


63 3890048 


ref 
85 
ref 


3891636 38931 


ref 


17 3894682 


ref 


33 3896280 


ref 


31 3897842 


ref 
99 
ref 


50 3900743 


ref 


94 3902268 


ref 


19 3903783 


ref 


92 3906918 


ref 
41 

ref 
69 

ref 


20 3911499 


ref 


50 3912857 


ref 
83 
ref 
00 
ref 
16 
ref 


3917267 39187 


ref 


87 3920316 


ref 


3921948 39234 


ref 


ref 


71 3929800 


ref 


ref 


3931373 39327 


ref 
96 


ref 


3880766 38822 


3887024 38885 


3903834 39053 


3920367 39218 


3923529 39250 


3926691 39282 


3929851 39313 


NR_025898.1 


NR_025897.1 


388233 


NR_025896.1 
NR_025895.1 
NR_025894.1 
NR_025892.1 
NR_025891.1 
NR_025890.1 
NR_025889.1 
NR_025888.1 
NR_025887.1 
NR_025886.1 
NR_025885.1 
NR_025884.1 
NR_025883.1 
NR_025882.1 
NR_025881.1 
NR_025879.1 
NR_025878.1 
NR_025877.1 
NR_025876.1 
NR_025875.1 
NR_025874.1 
NR_025873.1 
NR_025872.1 
NR_025871.1 
NR_025870.1 
NR_025869.1 
NR_025868.1 


NR_025867.1 


392511 


NR_025866.1 
NR_025865.1 
NR_025864.1 
NR_025862.1 


NR_025861.1 


NR_025860.1 


3934247 3935705 


8 


1 


6 


4 


3 


9 


7 


5 


2 


2 


7 


Thermoanaerobacter thermocopriae strain JT-3 16S ribosomal RNA, partial 
7 

Thermoanaerobacter brockii subsp. 
8 3883860 

Mycoplasma corogypsi strain BV1l 16S ribosomal RNA, partial sequence 3883911 


finnii strain AKo-1 16S ribosomal RNA, 


Geobacter metallireducens strain GS-15 16S ribosomal RNA, partial sequence 


Vitreoscilla stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial 
2 
Neisseria flavescens strain N 155 16S ribosomal RNA, partial sequence 


Kingella oralis strain UB-38 16S ribosomal RNA, partial sequence 3890099 


Halomonas halodenitrificans strain DSM 735 16S ribosomal RNA, complete 


6 
Bartonella elizabethae strain F9251 16S ribosomal RNA, partial sequence 


Chlamydia trachomatis strain HAR-13 16S ribosomal RNA, complete sequence 


Tetragenococcus muriaticus strain X-1 16S ribosomal RNA, partial sequence 


Ahrensia kielensis strain B9 16S ribosomal RNA, partial sequence 3897893 


Roseibium denhamense strain OCh 254 16S ribosomal RNA, partial sequence 
Herbidospora cretacea strain IFO 15474 16S ribosomal RNA, partial sequence 
Cryptosporangium arvum strain IFO 15965 16S ribosomal RNA, partial sequence 
Paenibacillus amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial 


Pseudomonas oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 


Ureaplasma felinum strain FT2-B 16S ribosomal RNA, partial sequence 3906969 
Ureaplasma diversum strain A417 16S ribosomal RNA, partial sequence 3908492 
Ureaplasma canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 
Agromonas oligotrophica strain S58 16S ribosomal RNA, partial sequence 

Xenorhabdus poinarii strain Gl 16S ribosomal RNA, partial sequence 3912908 


Borrelia tanukii strain Hk501 16S ribosomal RNA, partial sequence 3914434 


Borrelia turdi strain Ya501 16S ribosomal RNA, partial sequence 3915851 
Spirilliplanes yamanashiensis strain YU 127-1 16S ribosomal RNA, partial 
ee tendae strain ATCC 19812 16S ribosomal RNA, complete sequence 
Streptomyces sampsonii strain ATCC 25495 16S ribosomal RNA, complete 
(eet ereees eurythermus strain ATCC 14975 16S ribosomal RNA, complete 
ratsusentees neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete 
Coe 

0 3926640 


Streptomyces 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
acidiscabies strain RL-110 16S ribosomal RNA, complete 
Coe scabiei strain RL-34 16S ribosomal RNA, complete sequence 

Planomicrobium okeanokoites strain IFO 12536 16S ribosomal RNA, partial 
: Granulicatella adiacens strain GIFU 12706 16S ribosomal RNA, complete 
ose ads miyamotoi strain HT31 16S ribosomal RNA, partial sequence 3932829 


Orientia tsutsugamushi strain Karp 16S ribosomal RNA, partial sequence 


526958 Bacteria_16S 
tataouinensis TTB 


TTB310 Bacteria; 


Thermotogae; 


strain UR/MT95 16 
Proteobacteria; 


strain LMG 20598 
Proteobacteria; 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


526958 Bacteria_16S 


B 


B 


1197452 1197402 1 51 gi 
310 16S ribosomal RNA, partial sequenc 
1201953 1201919 1 35 gi 
motogales; Thermotogaceae; Thermotoga. 
1266763 1266713 1 51 gi 
S ribosomal RNA, partial sequence 
1283113 1283063 1 


51 gi 


1308878 1308828 1 51 gi 


1310351 1310301 1 51 gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 


Hyphomicrobium. 


526958 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


526958 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


526958 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


526958 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


526958 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


526958 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


526958 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


526958 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


526958 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


526958 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


526958 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


526958 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


526958 Bacteria_16S 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 


526958 Bacteria_16S 


strain B8 16S rib 
Proteobacteria; B 


526958 Bacteria_16S 


strain B6 16S rib 
Proteobacteria; B 


1331935 13319011 35 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1359238 1359188 1 51 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 
1372878 1372828 1 51 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1375971 13759211 51 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1386464 1386414 1 51 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1387979 1387929 1 51 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1393877 1393843 1 35 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1454750 1454700 1 51 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1456263 1456213 1 51 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1471338 1471288 1 SL gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1472727 1472677 1 51 gi 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


1497065 1497015 1 51 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
1533230 1533180 1 51 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 
1548489 1548439 1 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1549955 1549905 1 51 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 


51 gi 


526958 Bacteria_16S 


1551423 1551373 1 51 gi 


Proteobacteria; Betaproteobacteria; Bu 
526958 Bacteria_16S 
DSM 4359 16S ribo 
Ther 
526958 Bacteria_16S 


etaproteobacteria; Burkholderiales; Ox 
526958 Bacteria_16S 


aphilum Bacteria; Proteobacteria; Alph 


1372563 


1386182 


1387667 


e 


rtial 


equenc 
Ss; 


rkhol 


ce 
older 
riale 


s 


rkhol 


ia; Ae 


ence 1 
riales 


uence 


v 


16 
ch 


s 
a; 


ua 


ua 


roteob 


Burk 


e 


, 


ce 
ro: 


45 


’ 


hold 


228715504 
11971 
rkholderia 
228715358 
somal RNA, partial sequence 1201630 1203111 Thermotog 


219846423 
1266430 12679 
alobactera 
219846066 
16S ribosomal RNA, partial sequence 1282800 12842 
etaproteobacteria; Burkholderiales; Bu 
526958 Bacteria_16S 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


rkholderia 

228721488 
sequ 
acte 


228721487 
parti 
aprote 


als 
obac 


228721494 


Thermot 
228720024 
quence 
bacteria; 


228717983 
13740 
deria 
228717818 
13756 
iales; 
228716754 
13876 
Bu 
228716720 
13891 
deria 
228715897 
1393543 13950 


224581417 
sequen 


mo 


224581416 


59 
Al 


224581405 


224581402 
1472412 1473865 Burkh 
rkholderia 


219846665 
S riboso 
arolytic 


219857425 
equence 
Burkhol 


219857245 
1548180 15495 
bacteriu 
219857244 
1549646 15510 
bacteriu 
219857243 


ref|NR_027534.1 
31 1198567 Ramlib 
les; Comamonadac 
ref|NR_027530.1 
a neapolitan 


ref|NR_026014.1 


ceae; Massilia. 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_027617.1 

1331586 133309 
ogaceae; Thermos 
ref |NR_027587.1 
1358923 136041 
Burkholderiales; 
ref|NR_027569.1 
50 Burkholderia 
ceae; Burkholder 
ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadacea 
ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 
ref|NR_027542.1 


ref |NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_027197.1 
66 1457283 Achrom 
caligenaceae; Ac 
ref|NR_027186.1 

1471041 147236 
eriales; Alcalig 
ref |NR_024882.1 
olderia ambifari 
ceae; Burkholder 


’ 


ref 
mal 
um 


NR_026257.1 
RNA, complet 
Bacteria; Fir 
ref|NR_025013.1 

1532915 153432 
deriales; Burkho 


ref|NR_024875.1 
95 Aquabacterium 
m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 


e: 


Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 
Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Massilia timonae 


23 Massilia timonae Bacteria; 


Burkholderia hospita 


hospita Bacteria; 


ia. 

Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


’ 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Thermosipho 
7 Thermosipho 
ipho. 

Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 

Polaromonas 
monas naphthalenivorans 
Polaromonas. 
Burkholderia phymatum 


v 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Achromobacter 
obacter ruhlandii 
hromobacter. 
Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


ref|NR_024871.1 


Aquabacterium 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 


526958 Bacteria_16S 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 
stercoricanis Bacteria; 
526958 Bacteria_16S 

mediatlanticus strain TR 16S ribosomal RNA, partial sequence 
mediatlanticus Bacteria; 
526958 Bacteria_16S 


1622691 1622641 1 


Proteobacteria; 
1680525 1680491 1 


1835704 1835654 1 


Deinococcus-Thermus; 


51 


Betaproteobacteria; 


denitrificans strain Chol-1S 16S ribosomal RNA, 


denitrificans Bacteria; 


Sterolibacterium. 


526958 Bacteria_16S 


strain DSM 11334 
Proteobacteria; 


strain LMG 1945, 
Proteobacteria; 


strain DSM 13256, 
Thermotogae; 


Proteobacteria; 


Alcaligenes. 


526958 Bacteria_16S 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 


526958 Bacteria_16S 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Gammaproteobacteria; Enterobacteriales; 
526958 Bacteria_16S 


Proteobacteria; 


defragrans strain 
Bacteria; 


15286 Bacteria; 
Thermodesulfatator. 


526958 Bacteria_16S 


strain KF46F 16S 
Proteobacteria; 
Proteobacteria; 


strain IPT10 16S 
Proteobacteria; 


strain LMG 16225 
Proteobacteria; 


caledonica strain 


Proteobacteria; 


Proteobacteria; 


1897042 1896992 1 


1898584 1898534 1 


1916257 1916223 1 


1946832 1946782 1 


1965082 1965032 1 


1970882 1970832 1 


2003477 2003427 1 


2073539 2073489 1 


2178244 21781941 


Proteobacteria; 
2223554 22235201 


Thermodesulfobacteria; 


2304294 23042441 


2307392 2307342 1 


2330028 2329978 1 


2384561 2384511 1 


2386085 2386035 1 


2410457 2410407 1 


2427291 24272411 


2543046 2542996 1 


2544603 2544553 1 


2546159 2546109 1 


35 gi|219878421|ref|NR_025560.1 
1680196 168167 

Deinococci; Thermales; Thermaceae; 

51 gi|219878311|ref|NR_025450.1 
complete sequence 1835368 183689 
Betaproteobacteria; Rhodocyclales; Rhodoc 
51 gi|219878265|ref|NR_025404.1 


16S ribosomal RNA, partial sequence 1896710 18982 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
526958 Bacteria_16S 51 
R8846 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
526958 Bacteria_16S 35 
16S ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 
526958 Bacteria_16S 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 
Betaproteobacteria; Burkholderiales; Alcaligenace 
526958 Bacteria_16S 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 


subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; 


51 


51 


51 


51 


51 


54Pin 16S ribosomal RNA, partial sequence 20732 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
526958 Bacteria_16S 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 
henchirensis Bacteria; 
526958 Bacteria_16S 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 22232 
Thermodesulfobacteriales; 


51 


Betaproteobacteria; 


35 


51 


ribosomal RNA, partial sequence 

Betaproteobacteria; Burkholderiales; 
526958 Bacteria_16S 
strain K24 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 
526958 Bacteria_16S 


51 


51 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 
526958 Bacteria_16S 


51 


16S ribosomal RNA, partial sequence 2384259 23857 
Betaproteobacteria; Burkholderiales; Burkholderia 
526958 Bacteria_16S 
LMG 19076 16S ribosomal RNA, 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; 
526958 Bacteria_16S 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Tepidimonas. 
526958 Bacteria_16S 
strain GB6 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
526958 Bacteria_16S 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 
526958 Bacteria_16S 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 25457 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
526958 Bacteria_16S 
strain ATCC 19624 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


51 


SL 


51 


51 


51 


51 


gi|219878461 


219878264 
18982 


gi 


219878250 
19159 


gi 
gi|219878230 


gi|219878218 


gi| 219878214 


Burkhol 


gi|219878193 
Enterobac 
gi|219878141 
Al 
gi|219857614 
Burkho 


gi|219857583 


gi| 219857526 
2303983 23054 
Comamonadace 
gi| 219857524 
2307079 23085 
Alcaligenace 
gi| 219857509 
2329695 23312 
Burkholderia 
gi| 219857470 


219857469 
sequence 

Burkhold 
219857453 


gi 
partial 


gi 
gi|219857439 
2427049 24283 


gi|219857348 


gi| 219857347 


; Burkholderiales; 


ref|NR_025600.1 
1622384 162383 


Burkholderiales; Alcaligenaceae; 


Bordetella. 
NR_025403.1 


ref 


Brackiella. 


ref |NR_025389.1 


ref|NR_025369.1 
ae; Bordetella. 
ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref|NR_025353.1 

1970584 197204 
deriales; Oxalob 
ref |NR_025332.1 
teriaceae; Budvi 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025203.1 
177978 217937 
lderiales; 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


is} 


ref|NR_025114.1 
ae; Xenophilus. 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025041.1 


ref|NR_025027.1 
Oceanimonas. 
ref |NR_024936.1 

2542716 254422 
Comamon 
ref |NR_024935.1 


ae; Acidovorax. 


gi|219857346 


Comamonadaceae; 


Sutterella 
8 Sutterella 
Sutterella. 
Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 


81 1899753 Brackiella oedipodis Bacteria; 


Thermosipho geolei 


11 1917433 Thermosipho geolei Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 


Herbaspirillum 
9 Herbaspirillum 


acteraceae; 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 

Castellaniella 
laniella defragrans 
stellaniella. 
Ramlibacter 

0 Ramlibacter 
Ramlibacter. 
Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 

a. 

Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Burkholderia fungorum 


fungorum Bacteria; 


Leis 

Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


ref|NR_024934.1 


Hylemonella. 


Hylemonella gracilis 


2545837 2547323 Hylemonella gracilis Bacteria; 


526958 Bacteria_16S 


asinigenitalis Bacteria; 
526958 Bacteria_16S 


2575349 2575299 1 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial 
Proteobacteria; 
2629228 2629194 1 


51 


35 


strain Se-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
526958 Bacteria_16S 
intermedia strain 
Bacteria; 
526958 Bacteria_16S 


desulfurans Bacteria; 
526958 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 
526958 Bacteria_16S 


Deinococci; 
2644493 2644443 1 
S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
2703029 2702995 1 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
2717959 2717909 1 
strain CPW301 16S ribosomal RNA, partial 
Bacteria; 


2743564 27435141 


Thermales; 
51 


35 


51 
Proteobacteria; 


51 


strain T7 16S ribosomal RNA, partial sequence 


Proteobacteria; 
526958 Bacteria_16S 


35 


Betaproteobacteria; 


Deinococci; 


Betaproteobacteria; 


219857284 
sequence 


gi 


gi|219857239 


2628913 26303 
Thermaceae; 


Thermus. 


gi|219857228 


gi|219857186 


Thermales; 


gi|219857176 


gi|219857158 
2743252 27447 


gi| 219857123 


sequence 2717632 271910 
Burkholderiales; 


ref |NR_024915.1 


ref |NR_024867.1 


ref |NR_024856.1 


ref|NR_024814.1 

2702689 270407 
Thermaceae; 
ref|NR_024804.1 


ref|NR_024786.1 
Delftia. 


ref|NR_024751.1 


Taylorella 


2575008 2576512 Taylorella 
Burkholderiales; Alcaligenaceae; Taylorella. 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Hydrogenophaga 


2644182 2645662 Hydrogenophaga intermedia 


Comamonadaceae; Hydrogenophaga. 


Oceanithermus 
1 Oceanithermus 


Oceanithermus. 


Herbaspirillum 
5 Herbaspirillum 


Oxalobacteraceae; 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
2790090 2790056 1 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 27912 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Bacteria; 


Bacteria; 


lanceolatus Bacteria; Proteobacteria; Betaproteobacteri 
526958 Bacteria_ 


huttiense strain 


huttiense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 


526958 Bacteria_ 


caldus strain KU 
Proteobacteria; 


strain BSB411 16S 
Proteobacteria; 


526958 Bacteria_16S 
SPS-17 16S ribosomal RNA, partial sequence 
Deinococci; 


Thermus; 


Thermotogae; 
526958 Bacteria_ 
kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 
Proteobacteria; Betaproteobacteria; Burkholde 
526958 Bacteria_ 
saccharophila strain DSM 654 16S ribosomal RNA, partial 
saccharophila Bacteria; ri 
526958 Bacteria_ 2 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial 

a; 

2 


Thermotogales; Thermotogaceae; 


16S 2835319 2835269 1 51 


gi 


16S 2849083 2849033 1 51 gi 


Proteobacteria; 
2861498 2861448 1 


Betaproteobacte 


16S Si gi 


16S 2867670 2867620 1 51 
ATCC 14670 16S ribosomal RNA, 


gi 
partial 


16S 2997096 2997046 1 51 gi 


16S 3013823 3013773 1 51 gi 


Thermotoga. 


riales; 


sequence 


16S ribosomal RNA, partial sequence 2996783 29982 
Gammaproteobacteria; Acidithiobacillale 
526958 Bacteria_ 


Ss; 


219856900 


219856891 
sequence 

ia; 

19856883 


Burkhol 
19856879 


e 
Burkholde 
219846925 


Acidith 
219846914 


Burkholderiaceae; 


Burkholderiales; 


sequence 


ref|NR_024721.1| Burkholderia 
92 2836452 Burkholderia kururiensis 
Burkholderia. 
ref|NR_024710.1] Pelomonas 

2848765 2850266 Pelomonas 
Comamonadaceae; Pelomonas. 
ref|NR_024702.1| Curvibacter 

2861171 2862678 Curvibacter 
deriales; Comamonadaceae; Curvibacter. 
ref|NR_024698.1| Herbaspirillum 

2867356 2868845 Herbaspirillum 
riales; Oxalobacteraceae; 


ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026506.1| Acidovorax defluvii 


ribosomal RNA, 


Thermales; 


complete sequence 


Betaproteobacteria; Burkholderiales; Comamonadace 
3018274 3018240 1 


35 


Thermaceae; Thermus. 


3013492 30150 


gi| 219846911 


3019794 3019760 1 35 


ae; 
ref 


3017969 3019430 Thermus oshimai Bacte 


ref 


Acidovorax. 
NR_026503.1 


526958 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
526958 Bacteria_16S 


ribosomal RNA, partial sequence 
Deinococci; 
3021319 3021285 1 


Thermales; 
35 


strain RF-4 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
526958 Bacteria_16S 
caribensis strain 


526958 Bacteria_16S 
denitrificans strain DSM 
denitrificans Bacteria; 
Hyphomicrobium. 
526958 Bacteria_16S 
methylovorum strain DSM 
methylovorum Bacteria; 

Hyphomicrobium. 
526958 Bacteria_16S 
strain GY-1 16S ribosoma 
Deinococcus-Thermus; Dei 


P 


Deinococci; 

3077305 3077255 1 
MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; 
3124030 3123980 1 

1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


3125519 3125469 1 


3138867 3138817 1 
1 RNA, partial sequence 
nococci; 


526958 Bacteria_16S 


proteolyticus Bacteria; 
526958 Bacteria_16S 
strain NR-27 16S 
Bacteroidetes; 
526958 Bacteria_16S 


3169334 3169300 1 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial 
Deinococcus-Thermus; 
3217953 3217919 1 

ribosomal RNA, partial sequence 
Sphingobacteria; 
3220963 3220913 1 


Thermales; 
51 


51 


51 


5458 16S ribosomal RNA, partial sequence 
roteobacteria; Alphaproteobacteria; 


51 


Thermales; 
35 


35 


51 


Thermaceae; 


Thermaceae; 


Thermaceae; 


Deinococci 


gi|]219846910 
3019481 30209 
Thermus. 

gi| 219846909 
3021006 30224 
Thermus. 

gi|219846870 
Burkhold 
219846839 
sequence 
Rhiz 


gi 


gi| 219846838 


Rhizo 


gi|219846829 
3138565 31400 
Meiotherm 
219846808 
sequenc 
; Deinococ 
gi|219846775 
3217640 32191 


gi 


NR_026502.1 


ref |NR_026501.1 


ref |NR_026462.1 

3076975 307840 
eriales; Burkhol 
ref |NR_026431.1 
123738 312518 
obiales; Hyphomi 


Ww 


ref|NR_026430.1 
125234 312665 


biales; Hyphomic 


Ww 


ref|NR_026421.1 
us. 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026367.1 


Thermonema. 


gi| 219846773 


17 Acidovorax defluvii Bacteria; 


Thermus oshimai strain 
ria; Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Hyphomicrobium 

3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 


robiaceae; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Thermonema rossianum 


04 Thermonema rossianum Bacteria; 
Sphingobacteriales; Flammeovirgaceae; 


ref|NR_026365.1 


Janthinobacterium 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 


526958 Bacteria_16S 3222482 3222432 1 


agaricidamnosum strain Wlr3 16S ribosomal RNA, 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobac 


Janthinobacterium. 
526958 Bacteria_16S 3269206 3269156 1 
strain Feox-1 16S ribosomal RNA, 


526958 Bacteria_16S 
saccharolyticum subsp. 


3375859 3375809 1 


Halanaerobium saccharolyticum subsp. senegalense Bacteria 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
526958 Bacteria_16S 3389531 3389481 1 51 gi|219846652 
chliarophilus strain ATCC 700543 16S ribosomal RNA, partial seque 
chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; Thermale 
526958 Bacteria_16S 3777908 3777874 1 35 gi| 219846378 
strain SL1 16S ribosomal RNA, partial sequence 3777587 37790 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
526958 Bacteria_16S 3841484 3841434 1 51 gi| 219846334 
lacurosei strain H200 16S ribosomal RNA, complete sequence 38411 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiace 
526958 Bacteria_16S 3853575 3853525 1 51 gi| 219846326 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 38547 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
526958 Bacteria_16S 3876474 3876440 1 35 gi|219846311 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 38776 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 
526958 Bacteria_16S 3877994 3877960 1 35 gi| 219846310 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 38791 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 
526958 Bacteria_16S 3961139 3961089 1 51 gi|219846251 


strain ATH 2.2.1 
Proteobacteria; B 
526958 Bacteria_16S 
strain FR2 16S ri 
Proteobacteria; B 
526958 Bacteria_16S 
denitrificans str 
denitrificans Bacteria; Proteobacteria; 
526958 Bacteria_16S 3972998 3972948 1 
strain IAM 12670 
Proteobacteria; B 
526958 Bacteria_16S 
strain ATCC 15466 


3962642 3962592 1 


3971497 3971447 1 


4037287 4037237 1 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 


51 


51 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Le 


51 


senegalense strain DSM 7379 16S 


16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Ru 


SL 


ain AS-P1l 16S ribosomal RNA, partial s 


etaproteobacteria; Burkholderiales; Ox 


16S ribosomal RNA, partial sequence 


219846772 
sequence 
teria; Bur 


gi 
partial 


gi|219846741 
3268876 32703 
ptothrix. 
219846666 
ribosomal 


gi 


brivivax. 
gi|219846250 
3962329 39637 


’ 


Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


ref |NR_026364.1 
3222170 322363 
kholderiales; Ox 


ref |NR_026333.1| Leptothrix mobilis 
96 Leptothrix mobilis Bacteria; 


ref|NR_026258.1| Halanaerobium 
RNA, partial sequence 3375527 3377012 
Firmicutes; Clostridia; 


NR_026244.1| Meiothermus 

3389244 3390664 Meiothermus 
s; Thermaceae; Meiothermus. 
ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


nce 


ref |NR_025924.1 
23 3842666 Halana 
ae; Halanaerobium. 

ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


Halanaerobium 
erobium lacurosei 


ref|NR_025901.1| Thermus filiformis 
26 Thermus filiformis Bacteria; 


ref|NR_025900.1| Thermus aquaticus 
46 Thermus aquaticus Bacteria; 


ref|NR_025841.1| Rubrivivax gelatinosus 
78 Rubrivivax gelatinosus Bacteria; 


ref|NR_025840.1| Rhodoferax fermentans 
85 Rhodoferax fermentans Bacteria; 


mamonadaceae; Rhodoferax. 
51 gi|219846244|ref|NR_025834.1| Brachymonas 
equence 3971185 3972636 Brachymonas 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
Si gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
alobacteraceae; Duganella. 
51 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
4037001 4038390 Thiomonas intermedia Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

526958 Bacteria_16S 4059784 4059734 1 il gi|219846180|ref|NR_025770.1]| Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
526958 Bacteria_16S 4081112 4081062 1 51 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

526958 Bacteria_16S 4175651 4175601 1 51 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

526958 Bacteria_16S 4177136 4177086 1 51 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
526958 Bacteria_16S 4189380 41893301 51 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

526958 Bacteria_16S 4193978 4193928 1 51 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 


strain LMG 5906 1 
Proteobacteria; B 
526958 Bacteria_16S 
radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; 
526958 Bacteria_16S 3146426 3146390 1 
DSM 11303 16S rib 
Deinococcus-Thermus; 
526958 Bacteria_16S 


1259185 1259149 1 


Deinococci; 
3349843 3349793 1 


6S ribosomal RNA, partial sequence 4193672 41950 
etaproteobacteria; Burkholderiales; Al 


37 


19172 16S ribosomal RNA, partial sequ 
Deinococci; 


37 


osomal RNA, partial sequence 
Deinococcales; 


51 


85 Kerstersia gyiorum Bacteria; 


caligenaceae; Kerstersia. 
gi|219846811|ref|NR_026403.1| Deinococcus 

ence 1258878 1260346 Deinococcus radiopugnans ATCC 

Deinococcales; Deinococcaceae; Deinococcus. 
gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcaceae; Deinococcus. 

gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 


526958 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


526958 Bacteria_16S 


parapertussis str 
parapertussis Bac 


526958 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


526958 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


526958 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


526958 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


526958 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


526958 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Pr 


Methylococcaceae; 


526958 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


526958 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


526958 Bacteria_16S 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


526958 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


526958 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


526958 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


526958 Bacteria_16S 
asymbiotica subsp. 


Enterobacteriales 


526958 Bacteria_16S 


strain A288 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

526958 Bacteria_16S 444878 444840 1 39 gi| 265678758 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseu 
Pseudomonas. 

526958 Bacteria_16S 457230 457192 1 39 gi| 265678746 


strain CFBP 2022 


Proteobacteria; G 


526958 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


526958 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


526958 Bacteria_16S 


strain A10 16S ri 
Actinobacteria; A 
Actinomadura. 


3803485 3803435 1 51 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3804999 3804949 1 Si gi 


gi 


teria; Proteobacteria; Betaproteobacte 
3806513 3806463 1 51 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
56383 56333 L 51 gi 

2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
78834 78796 1 39 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


179389 179339 1 51 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


190183 190133 1 Dil 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
193203 193153 1 51 gi 
in 1521 of Whittenbury 16S ribosomal R 


gi 


Methylobacter. 


194715 194665 1 51 gi| 265678933 
Texas 16S ribosomal RNA, partial sequence 19438 
acteria; Gammaproteobacteria; Methylococcales; M 
266514 266464 1 51 gi| 265678882 
bosomal RNA, partial sequence 266185 26767 
etaproteobacteria; Burkholderiales; Oxalobactera 
268008 267966 1 43 gi| 265678881 
strain INA 1349 16S ribosomal RNA, partial sequ 
amycini Bacteria; Actinobacteria; Actinobacterid 
ae; Thermomonosporaceae; Actinomadura. 

322637 322587 1 51 gi| 265678845 
ibosomal RNA, complete sequence 322285 32381 
ridia; Halanaerobiales; Halanaerobiaceae; Haloth 

384674 384636 1 39 gi| 265678798 
bosomal RNA, partial sequence 384340 38587 
ammaproteobacteria; Pseudomonadales; Pseudomonad 

386237 386199 1 39 gi| 265678797 
03 16S ribosomal RNA, partial sequence 38592 


acteria; Gammaproteobacteria; Xanthomo 
400016 399966 1 51 gi 


; Enterobacteriaceae; Photorhabdus. 


404655 404613 1 43 
ibosomal RNA, partial sequence 


gi 


ammaproteobacteria; Pseudomonadales; P 
458682 458644 1 39 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


464720 464670 1 51 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
469221 469179 1 43 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


3803146 38046 


ain 522 16S ribosomal RNA, partial seq 


189853 19130 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


404351 40583 


16S ribosomal RNA, partial sequence 456977 45835 


464412 46582 


219846360 


caligenace 
219846359 
uence 
ria; Burkh 
219846358 
sequence 
eria; Burk 
265679026 
nce 56079 
ales; Chro 
265679011 
equence 
cteria; Ps 
265678943 
al sequenc 
ria; Methy 


265678936 
ethylococc 


265678934 
NA, partia 


oteobacteria; Gammaproteobacteria; 


nadales; S 
265678788 


265678785 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678741 


Rhodospiri 
265678738 


ref|NR_025951.1 
ae; Bordetella. 
ref|NR_025950.1 

3804660 380612 
olderiales; Alca 
ref |NR_025949.1 

3806174 380763 
holderiales; Alc 
ref |NR_029334.1 

57529 Thiocy 
matiaceae; Thioc 
ref |NR_029319.1 

78587 79994 
eudomonadales; P 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 
ref|NR_029244.1 
acea 
ref 
1 se 


e; Methylomi 
NR_029242.1 
quence 


ref |NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref|NR_029188.1 
; Oxalobacte 
NR_029187.1 
267723 
Actinomyceta 


ceae 
ref 
ence 
ae; 
ref|NR_029150.1 
thrix. 
NR_029103.1 


ermo 
ref 


aceae; Pseudomon 
ref |NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_029093.1 
rtial sequence 


ref|NR_029090.1 


ineae; Thermomon 
ref|NR_029063.1 

444544 446074 
domonadales; Pse 
ref|NR_029051.1 
aceae; Pseudomon 
ref|NR_029050.1 

458401 459808 
omonadales; Pseu 
ref|NR_029046.1 
llac 
ref 


eae; Inquili 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 
Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Methylococcus 
Methylococcus 


ylococcaceae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


es, 
Actinomadura cremea 
269132 Actinomadura 
les; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Actinomadura meyerae 


0 Actinomadura meyerae Bacteria; 


osporaceae; 
Pseudomonas 
Pseudomonas 


udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Actinomadura latina 


NR_029043.1 


468944 470395 Actinomadura latina Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


526958 Bacteria_16S 
strain DLE411J 16 
Proteobacteria; G 
526958 Bacteria_16S 
luminescens subsp 


470779 470741 1 


516747 516697 1 


39 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


51 


gi 


470446 47199 


gi 


thracensis strain 39-8 16S ribosomal 


265678737 


seudomonad 
265678707 
RNA, comp 


ref|/NR_029042.1 
acea 

ref 
lete 


e; Pseudomon 
NR_029012.1 
sequence 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 
526958 Bacteria_16S 
luminescens subsp 
luminescens subsp 
Enterobacteriaceae; 
526958 Bacteria_16S 
aerosaccus strain 
Bacteria; Proteob 
526958 Bacteria_16S 
strain Wt/la 16S 
Deinococcus-Thermus; 
526958 Bacteria_16S 
strain CIP 105566 
Proteobacteria; G 
526958 Bacteria_16S 
strain P 513/19 
Proteobacteria; 
526958 Bacteria 
strain P 527/13 
Proteobacteria; 
526958 Bacteria 
strain P 538/23 
Proteobacteria; 
526958 Bacteria 
strain ID131577 
Actinobacteria; 
526958 Bacteria_16S 
strain CE2105 16S 


G 
16S 


G 
16S 


G 
16S 


16S ribosomal RNA, 
ammaproteobacteria; 


Rubrobacteridae; 


Enterobacteriaceae; 


518313 518263 1 


527501 527463 1 


529047 529013 1 


Deinococci; 


545782 545732 1 


554972 554934 


1 


556514 556476 1 


558058 558020 1 


567197 567147 1 


629183 629133 1 


Photorhabdus. 
51 


39 


35 


ribosomal RNA, partial sequence 
Deinococcales; 


51 


39 


39 


39 


51 


SL 


ribosomal RNA, partial sequence 


gi 


» kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 
Photorhabdus. 


gi 


G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


gi 


528726 53019 
Deinoco 


gi 


partial sequence 
Enterobacteriales; 


gi 


6S ribosomal RNA, partial sequence 554659 55615 
ammaproteobacteria; Pseudomonadales; P 


gi 


6S ribosomal RNA, partial sequence 556201 55769 
ammaproteobacteria; Pseudomonadales; P 


gi 


6S ribosomal RNA, partial sequence 557743 55923 
ammaproteobacteria; Pseudomonadales; P 


gi 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


Cc 
gi 


628893 63029 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


526958 Bacteria_16S 
strain 520-20 16S 
Proteobacteria; G 
526958 Bacteria_16S 
strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 
526958 Bacteria_16S 
frederiksbergensi 
frederiksbergensi 
Pseudomonas. 

526958 Bacteria_16S 
strain DSM 30039 
Proteobacteria; G 
526958 Bacteria_16S 
warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 

526958 Bacteria_16S 
strain XINach 16S 
Proteobacteria; G 
526958 Bacteria_16S 
luminescens subsp. 


ria; 


ribosomal RNA, 


s Bacteria; 


n NSW 326 


639859 639821 1 


662452 662402 1 


671628 671590 1 


689785 689735 1 


691337 691287 1 
Proteobacteria; 


721419 721369 1 


723005 722955 1 


Photorhabdus luminescens subsp. 


Enterobacteriales; 
526958 Bacteria_16S 
luminescens subsp 


Enterobacteriaceae; 


724588 724538 1 


akhurstii strain FRGO4 16S 


Photorhabdus luminescens subsp. 


Enterobacteriales; 
526958 Bacteria_16S 
respiraculi strai 
respiraculi Bacte 
526958 Bacteria_16S 
strain Uedal07 16 
Proteobacteria; G 
526958 Bacteria_16S 


Enterobacteriaceae; 


757130 757080 1 


770811 770773 1 


784747 784709 1 


16S ribosomal RNA, 


39 


complete sequence 
ammaproteobacteria; Pseudomonadales; P 


51 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


39 


51 


51 


SL 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


51 


gi 


639529 64105 


gi 


662137 66364 


gi 


s strain JAJ28 16S ribosomal RNA, part 


Proteobacteria; Gammaprote 


gi 


16S ribosomal RNA, partial sequence 689459 69096 
ammaproteobacteria; Enterobacteriales; 


gi 


partial 
Gammaproteobacter 


gi 


721087 72261 


gi 


laumondii strain TTO1 16S ribosomal 


265678706 


265678700 

52719 
nadales; M 
265678699 


ccaceae; D 
265678688 

54547 
Enterobac 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678674 


onexibacte 
265678631 


Rhodospiri 
265678624 


seudomonad 
265678607 


Enterobac 


265678601 
ial sequen 
obacteria; 


265678589 


Enterobac 
265678588 
sequence 

ia; Entero 


265678567 


Enterobac 
265678566 
RNA, parti 


ref|NR_029011.1 
sequence 517982 
cteria; Enteroba 


ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref|NR_029004.1 


einococcus. 
ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref |NR_028987.1 


acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


aceae; Pseudomon 
ref |NR_028979.1 
3 Conexibacter 
raceae; Conexiba 
ref |NR_028936.1 


llac 
ref 


eae; Roseosp 
NR_028929.1 


aceae; Pseudomon 
ref |NR_028912.1 
7 Enterobacter 
teriaceae; Enter 
ref |NR_028906.1 
ce 671276 672778 
Pseudomonadales 
ref |NR_028894.1 
teriaceae; Citro 
ref |NR_028893.1 

691014 692520 
bacteriales; Ent 


ref|NR_028871.1 

teri 
ref 

als 


aceae; Photo 
NR_028870.1 
equence 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Conexibacter woesei 


woesei Bacteria; 


cter. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 
Pseudomonas 
Pseudomonas 
Pseudomonadaceae; 


, 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Photorhabdus temperata 


2 Photorhabdus temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 
51 


akhurst 
Photorhabdus. 
51 


39 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


39 


gi 


ribosomal 


gi 


n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 


gi 


770475 77198 


gi 


265678565 
RNA, part 


265678541 
quence 

a; Burkhol 
265678532 


seudomonad 


ref 
ial 


NR_028869.1 
sequence 


ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028836.1 


aceae; Cellvibri 


265678522 


mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 


Photorhabdus 
724253 725774 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 


Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 


ref|NR_028826.1 
784432 785869 


Pseudomonas 
Pseudomonas 


mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
526958 Bacteria_16S 
strain 12993 16S 


526958 Bacteria_16S 


818358 818308 1 


819863 819813 1 


51 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


51 


strain 256 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


526958 Bacteria_16S 
strain IMT37 16S 


526958 Bacteria_16S 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; 


526958 Bacteria_16S 


alkaliphilum strain 24 16S ribosomal RNA, partial sequence 


Bacteria; 
526958 Bacteria_16S 
strain CFBP 5236 


526958 Bacteria_16S 


singaporensis strain LX3 16S ribosomal RNA, partial sequence 
singaporensis Bacteria; 


Klebsiella. 
526958 Bacteria_16S 


strain N-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


526958 Bacteria_16S 
strain Greoux 11 
Bacteria; 
526958 Bacteria_16S 
litoralis strain 
Bacteria; 
526958 Bacteria_16S 


strain SJ 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 


526958 Bacteria_16S 
strain CIP 104663 


526958 Bacteria_16S 
strain NCTC 13004 
Bacteria; 
526958 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 


821374 821336 1 


822955 822905 1 


841278 841240 1 


844341 844291 1 


848783 848733 1 
Proteobacteria; 


873128 873078 1 


903386 903336 1 


934384 934346 1 


935911 935873 1 


960657 960619 1 


971437 971399 1 


978936 978902 1 


39 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


51 


39 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


51 


16S ribosomal RNA, partial sequence 844000 84550 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


51 


Gammaproteobacteria; 


51 


St 


D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


39 


JS5 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


39 


sequence 
Bdellovibrionales; 


39 


complete sequence 
Pseudomonadales; Pseudomonad 


39 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


35 


strain II-2 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
526958 Bacteria_16S 


strain CDC 2970-59 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
526958 Bacteria_16S 


strain 167 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


526958 Bacteria_16S 


strain I-75 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


526958 Bacteria_16S 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


526958 Bacteria_16S 
strain ATCC 33433 


526958 Bacteria_16S 
insulare strain K 
Bacteria; 
526958 Bacteria_16S 


psychrophila strain E-3 16S ribosomal RNA, partial sequence 10881 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


Bacteria; 
526958 Bacteria_16S 


Sphingobacteria; 


986676 986626 1 


988256 988206 1 


989836 989786 1 


991407 991357 1 


1003646 1003596 1 


1050946 1050908 1 


1088441 1088403 1 


1118645 1118595 1 


Sphingobacteriales; 


51 


51 


51 


51 


51 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


39 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


39 


51 


ATCC 35469 16S ribosomal RNA, partial sequence 


Bacteria; 
526958 Bacteria_16S 


dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 


1120205 1120155 1 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


51 


Enterobacteriales; 


gi| 265678500 
818049 81950 


gi| 265678499 
819558 82101 


gi|265678498 
821061 82256 


265678497 
sequence 
Burkhol 
265678485 
84098 


gi 


gi 


gi| 265678483 
Enterobac 
gi| 265678480 
Ente 


gi| 265678463 
872811 87416 


265678442 
90307 
Leg 
265678422 
93405 


gi 


gi 


gi| 265678421 
935581 93704 


265678404 
96032 


gi 


265678396 
97110 


gi 


gi| 265678391 
978631 98004 
Saprospiracea 
gi| 265678386 
98633 


gi| 265678385 
987916 98944 
Enterobac 
gi| 265678384 
989496 99101 
Enterobac 
gi| 265678383 
Enterobac 
265678375 

10033 
Enterobac 
265678343 

10506 


gi 
gi 
265678317 


gi 


gi| 228716249 
1118333 11198 


Enterobac 


Enterobac 


seudomonad 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Bac 


ref 


ref 


ref 


ref 


e; L 
ref 


Ent 
ref 


teri 
ref 


teri 
ref 


teri 
ref 


teri 
ref 


Mar 
ref 


seud 
ref 


Ent 


gi|228716127 


ref 


aceae; 


822620 824161 
deriales; 


1 842417 Marin 
Marinospirillum. 


848542 849823 
robacteriales; Enterobacteriaceae; 


ceae; 


2 904507 Legio 
ionellaceae; 


6 935530 Bacte 


4 Bacteriovorax 
Bacteriovorac 


aceae; 


0 972566 Campyl 
s; Campylobacteraceae; 


6 987865 Citrob 
c 


52 1004810 Kluyve 
31 1052062 Marino 


07 1089634 Pseudo 


NR_028803.1 


NR_028802.1 


NR_028801.1 


NR_028800.1 


NR_028788.1 


NR_028786.1 


NR_028783.1 


NR_028766.1 


NR_028744.1 


NR_028724.1 


teriovoracac 
NR_028723.1 


aceae; 
NR_028706.1 


NR_028698.1 


NR_028693.1 


ewinella. 
NR_028688.1 


erobacteria 
NR_028687.1 


aceae; Citro 
NR_028686.1 


aceae; Citro 
NR_028685.1 


aceae; Citro 
NR_028677.1 


aceae; Kluyv 
NR_028645.1 


NR_028619.1 


omonadaceae; 
NR_027549.1 


erobacteriac 


inospirillum. 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


teriaceae; Kluyvera. 


Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


teriaceae; Kluyvera. 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
Pseudomonas. 


Cupriavidus 
Cupriavidus 


Burkholderiaceae; Cupriavidus. 


Marinospirillum 


ospirillum alkaliphilum 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


teriaceae; Samsonia. 


Klebsiella 
Klebsiella 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 
Cupriavidus. 


Legionella gresilensis 


nella gresilensis 
Legionella. 


Bacteriovorax 


riovorax litoralis 


eae; Bacteriovorax. 
Bacteriovorax marinus 
marinus Bacteria; 


Bacteriovorax. 


Pseudomonas veronii 


3 961843 Pseudomonas veronii Bacteria; 
Pseudomonas. 


Campylobacter lanienae 
obacter lanienae 
Campylobacter. 
Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Marinospirillum 
spirillum insulare 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 


NR_027547.1 


Anaeromyxobacter 


1119856 1121404 Anaeromyxobacter dehalogenans 


2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 


Anaeromyxobacter. 


526958 Bacteria_16S 1157976 1157926 1 51 gi|228721491|ref|NR_027614.1 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

526958 Bacteria_16S 1168585 1168551 1 35 gi| 228719827 |ref|NR_027585.1 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spiroc 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
526958 Bacteria_16S 1185219 1185169 1 51 gi|228716090|ref|NR_027546.1 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
526958 Bacteria_16S 1186730 1186680 1 51 gi|228716058|ref|NR_027545.1 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
526958 Bacteria_16S 1188241 11881911 51 gi|228716012|ref|NR_027544.1 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
526958 Bacteria_16S 1189752 1189702 1 51 gi| 228715942 |ref|NR_027543.1 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
526958 Bacteria_16S 1227544 1227506 1 39 gi| 219878281 |ref|NR_025420.1 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 12287 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
526958 Bacteria_16S 1229080 1229042 1 39 gi|219878280|ref|NR_025419.1 
strain R-4069 16S ribosomal RNA, partial sequence 1228770 12302 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
526958 Bacteria_16S 1262159 12621251 35 gi| 219846681 |ref|NR_026273.1 
strain CBS 107.95 16S ribosomal RNA, partial sequence 1261851 1263306 Dietzi 


Bacteria; Actinob 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


526958 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


526958 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


526958 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


526958 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; 


strain M1063U/93 
Proteobacteria; 


profundus strain 
Bacteria; Deinoco 


526958 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


526958 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


526958 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


526958 Bacteria_16S 


strain JCM3369 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


526958 Bacteria_16S 
ATCC 43269 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


526958 Bacteria_16S 


G 
526958 Bacteria_16S 


G 
526958 Bacteria_16S 
506 16S ribosomal RNA, partial 


1337971 1337921 1 
4 Bacteria; 


1360788 1360738 1 
10331 16S ribosomal RNA, 


; Acidimicrobium. 


1389473 1389435 1 
ain HD 100 16S ribosomal 
00 Bacteria; 


1395433 1395399 1 


1414865 1414827 1 


1430293 1430243 1 


1436471 1436437 1 


ccus-Thermus; Deinococci; 


1442652 1442602 1 


1459085 1459035 1 


1495537 1495487 1 


16S ribosomal RNA, 


1527138 1527096 1 
S ribosomal RNA, partial 


1530150 1530108 1 


ia; 
ae; Actinomadura. 


1534685 1534643 1 


acteria; Actinobacteridae; Actinomycet 
526958 Bacteria_16S 
ain CH34 16S ribosomal RNA, partial se 
Proteobacteria; 


a; Actinobacteria; Acidimicrobidae; Ac 


Proteobacteria; 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


6S ribosomal RNA, partial sequence 14145521 
ammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 1429972 1 
ammaproteobacteria; Pasteurellales; Pa 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


complete sequence 
acteria; Gammaproteobacteria; Aeromona 


ales; Cory 
228721484 
quence 
bacteria; 


al gi 


Betaproteo 
228719712 


ence 13604 
idimicrobi 


51 gi 
complete sequ 


228716586 
sequence 
eobacteria 


39 gi 
RNA, partial 
Deltaprot 


35 gi|228715882 


1395106 13965 
39 224581448 
4160 
seudomonad 
224581435 
4314 
steurellac 
224581430 
e 14361 
hermaceae; 
224581426 
14423 
Pasteurellales; Pa 
gi|224581413 
1458766 14602 
Enterobac 
219846691 
14952 
dales; Aer 

gi| 219857435 

1526835 15282 
Streptosporang 


gi 


51 gi 


35 gi 
sequenc 
Thermales; T 


51 gi 


51 


51 gi 


43 
sequence 


43 219857433 
sequence 


Actinomyce 


gi 


43 219857414 


Meiothermus ruber DSM 
1279 Bacteria; 


Spirochaeta 
haeta smaragdinae DSM 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


neba 
ref 


Burk 


ref 


cterineae; 


1337638 13391 
holderiales 


61 1361925 Acidi 


ales; 


ref 


, 


ref 


; Acidimicr 


1389197 13904 
Bdellovibrion 


NR_027607.1 


NR_027584.1 


NR_027553.1 


NR_027541.1 


D 


3 


’ 


m 
oO. 


9 
a 


oO. 
Dietzia natronolimnaea 

a natronolimnaea 

ietziaceae; Dietzia. 
Cupriavidus 

0 Cupriavidus 
Burkholderiaceae; 


Acidimicrobium 
icrobium ferrooxidans 
bineae; 


Bdellovibrio 
0 Bdellovibrio 


les; Bdellovibrionaceae; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


ref 


NR_027230.1 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


acea 
ref 


e; Pseudomo 


NR_027217.1 


n 


as. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


eae; 
ref 


Phocoenoba 


36 1437633 Ocean 


ref 


Oceanithermus. 


29 1443825 Actin 


steu 
ref 


rellaceae; 


NR_027212.1 


NR_027207.1 


NR_027194.1 


Cc 


i 


fe) 
A 


ter. 
Oceanithermus 
thermus profundus 


Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


teri 
ref 


aceae; Xeno 


adaceae; To 


88 Actinomadura 


inea 


ref 


tale 


ref 


gi 


e; Thermomo 


1529847 15313 
s; Streptos 


NR_026283.1 
67 1496682 Tolumo 
omon 


ref |NR_025023.1 


NR_025021.1 


NR_025002.1 


r 


1 


n 


0 
Pp 


habdus. 

Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


orangineae; 


Actinomadura vinacea 


strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


526958 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


526958 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


526958 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


526958 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; 


strain CMS 35 16S 
Proteobacteria; 


VKM B1479 16S rib 


G 
526958 Bacteria_16S 


G 
526958 Bacteria_16S 


1581419 1581369 1 51 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1633300 1633250 1 51 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1640841 1640803 1 39 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


1642403 1642365 1 39 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1643964 1643926 1 39 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1649985 1649935 1 51 gi 
osomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


526958 Bacteria_16S 


strain Albert 199 
Proteobacteria; 


strain 888-76 16S 
Proteobacteria; G 


526958 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


526958 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


526958 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


526958 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


526958 Bacteria_16S 


strain SE3104 16S 


G 
526958 Bacteria_16S 


1666889 1666839 1 51 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671495 1671445 1 51 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1691160 1691122 1 39 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1694283 1694245 1 39 gi 
ammaproteobacteria; Pseudomonadales; P 
1695827 1695789 1 39 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1746185 1746143 1 43 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1851130 1851080 1 51 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


526958 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


526958 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


526958 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


526958 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


526958 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; G 


526958 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


526958 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


526958 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


526958 Bacteria_16S 


1875311 1875261 1 51 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1878371 1878321 1 51 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1922413 1922363 1 51 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


gi 


1936108 1936058 1 51 gi 


ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1961995 19619451 51 gi 


ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
1986535 1986485 1 opi gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 

1988069 1988019 1 51 gi 
ammaproteobacteria; Enterobacteriales; 
1989617 1989567 1 51 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


1991165 1991115 1 51 gi 


219878490 
al sequenc 
ria; Rhodo 
219878454 
equence 

; Aeromona 
219878449 
equence 

ria; 


219878448 


1642082 16435 
udomonad 


se 
219878447 


1643643 16451 
udomonad 


se 
219878442 


1649700 16511 


obacterace 
219878430 

16665 
Enterobac 

219878427 


1671187 16725 


Enterobac 
219878413 
1 sequence 
ria; Pseud 


219878411 


16S ribosomal RNA, partial sequence 1693968 16954 


seudomonad 
219878410 


1695512 16970 


seudomonad 
219878376 
1 sequence 
Actinomyc 


219878301 


1850849 18521 


Rhodospiri 
219878284 


1874987 18764 


steurellac 
219878282 
uence 

a; Burkhol 
219878246 
al sequenc 
teria; Bur 


219878237 
equence 

ria; Burkh 
219878220 


1961654 19631 


steurellac 
219878204 
sequence 

ia; Myxoco 


’ 


219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


Pseud 


ref 


vari 
ref 


dale 
ref 


omon 


ref 


acea 
ref 


acea 
ref 


ae; 
ref 


teri 
ref 


teri 
ref 


omon 


ref 


acea 
ref 


acea 
ref 


etal 


ref 


llac 
ref 


eae; 
ref 


deri 
ref 


khol 


ref 


olde 
ref 


eae; 
ref 


ccal 


ref 


teri 
ref 


erob 


ref 


e 1581111 15825 


1632974 16344 


1640520 16420 


70 1668063 Escher 


48 Enterobacter 


1690867 16923 


1745863 17473 


1878060 18795 


e 1922112 19235 


1935800 193729 


1986193 19877 


e 1989290 19907 


NR_025629.1 
6 
us. 
NR_025593.1 
7 
s; Aeromonad 
NR_025588.1 
3 
u 


adales; Pse 


NR_025587.1 


e; Pseudomon 
NR_025586.1 


e; Pseudomon 
NR_025581.1 


Labrys. 
NR_025569.1 


aceae; Esche 
NR_025566.1 


aceae; Enter 
NR_025552.1 
3 
u 


adales; Pse 


NR_025550.1 


e; Pseudomon 
NR_025549.1 


e; Pseudomon 
NR_025515.1 
0 
s 


es; Strepto 


NR_025440.1 


eae; Roseosp 
NR_025423.1 


Haemophilus 
NR_025421.1 
4 
ales; Burkho 
NR_025385.1 
6 
u 


deriales; B 


NR_025376.1 


riales; Coma 
NR_025359.1 


NR_025343.1 
0 
Cc 


es; Cystoba 


NR_025342.1 


aceae; Tatum 
NR_025341.1 
9 
acteriales; 


Rhodovarius 
8 Rhodovarius 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Labrys monachus strain 


41 Labrys monachus Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Cellvibrio 

5 Cellvibrio 

domonadaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Actinomadura 

0 Actinomadura 

porangineae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
Pasteurella. 


Cystobacter 
9 Cystobacter 
terineae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


NR_025340.1 


Serratia grimesii 


strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


tia. 


526958 Bacteria_16S 


1992708 1992658 1 


51 


gi|219878200 


ref|NR_025339.1| Serratia fonticola 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
1994256 1994206 1 
16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
1995791 19957411 


526958 Bacteria_16S 
strain DSM 12358 


526958 Bacteria_16S 


51 


51 


gi|219878199 


gi|219878198 


Serratia. 
ref|NR_025338.1| Serratia entomophila 
Serratia. 


ref |NR_025337.1| Rahnella aquatilis 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
1998875 1998825 1 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriaceae; 


526958 Bacteria_16S 


Gammaproteobacteria; 
526958 Bacteria_16S 
proteus strain 42 
Bacteria; 
526958 Bacteria_16S 


Enterobacteriales; 

2000409 2000359 1 
16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
2001945 2001895 1 


51 


51 


51 


gi|219878196 


gi|219878195 


gi|219878194 


agia fontium Bacteria; 
Pragia. 


Rahnella. 
NR_025335.1| Pragia fontium strain 
Proteobacteria; 


ref 


ref |NR_025334.1| Obesumbacterium 


2000096 2001585 Obesumbacterium proteus 
Enterobacteriales; 


Enterobacteriaceae; Obesumbacterium. 
ref |NR_025333.1| Leminorella grimontii 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
2005022 2004972 1 
strain $3/2-161 16S ribosomal 


526958 Bacteria_16S 


526958 Bacteria_16S 


51 


51 


gi|219878192 


gi|219878191 


Leminorella. 
NR_025331.1| Buttiauxella izardii 


ref 


RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
2006568 2006518 1 


Buttiauxella. 


ref |NR_025330.1| Buttiauxella gaviniae 


strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
2008112 2008062 1 


526958 Bacteria_16S 
ferragutiae strain DSM 9 
ferragutiae Bacteria; Pr 
Buttiauxella. 
526958 Bacteria_16S 
strain S1/6-571 16S ribo 


526958 Bacteria_16S 


carotovorum subsp. odori 


Pectobacterium carotovorum subsp. odori 


Enterobacteriales; Enter 
526958 Bacteria_16S 


2009671 2009621 1 


2029078 2029028 1 
strain DSM 169 16S ribosomal RNA, partial sequence 


51 
390 16S ribosomal RNA, 
oteobacteria; 


51 


somal 


51 
ferum strain LMG 17566 


obacteriaceae; 


51 


partial 
Gammaproteobacteria; 


219878190 
sequence 


gi 


gi|219878189 


RNA, partial sequence 2009346 2010850 Buttiauxella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
2027543 2027493 1 


gi|219878177 


16S ribosomal RNA, 
ferum Bacteria; 
Pectobacterium. 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


526958 Bacteria_16S 
Soel 16S ribosomal RNA, 
Gammaproteobacteria; Xan 
526958 Bacteria_16S 
DSM 4568 16S ribosomal R 
Gammaproteobacteria; Ent 
526958 Bacteria_16S 
strain AU2944 16S riboso 
Proteobacteria; Betaprot 
526958 Bacteria_16S 
strain Ps 9-14 16S ribos 
Proteobacteria; Gammapro 
526958 Bacteria_16S 
umsongensis strain Ps 3- 
umsongensis Bacteria; Pr 
Pseudomonas. 
526958 Bacteria_16S 
strain Pss 26 16S riboso 
Proteobacteria; Gammapro 
526958 Bacteria_16S 
strain NCIMB 8634 16S ri 
Proteobacteria; Gammapro 
526958 Bacteria_16S 
strain NCIMB 8633 16S ri 
Proteobacteria; Gammapro 
526958 Bacteria_16S 


Proteobacteria; Gammapro 
526958 Bacteria_16S 

taiwanensis Bacteria; De 
526958 Bacteria_16S 


2088828 2088790 1 


2122269 2122219 1 


2143377 2143339 1 


omal RNA, partial sequence 


2144882 2144844 1 


2146387 2146349 1 


2170689 2170651 1 


2172230 21721921 


2219113 22190751 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 


39 
partial sequence 
thomonadales; 
51 


erobacteriales; 
51 

mal RNA, partial sequence 
eobacteria; 
39 


teobacteria; 
39 


oteobacteria; 


39 

mal RNA, partial sequence 
teobacteria; 
39 
bosomal 
teobacteria; 
39 
bosomal 
teobacteria; 
Si 

partial sequence 


51 


inococcus-Thermus; 
39 


Sinobacteraceae; 
2120746 2120696 1 
NA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; 
Enterobacteriaceae; 


Burkholderiales; 


RNA, partial sequence 


RNA, partial sequence 


gi|219857653 


Enterobacteriales; 


Cedecea. 


Buttiauxella. 

ref|NR_025329.1| Buttiauxella 
2007792 2009295 Buttiauxella 

Enterobacteriaceae; 


Buttiauxella brennerae 
brennerae Bacteria; 
Buttiauxella. 
ref|NR_025316.1| Pectobacterium 

partial sequence 2027216 2028703 


ref |NR_025328.1 


Proteobacteria; Gammaproteobacteria; 


gi|219878176|ref|NR_025315.1| Chromatium okenii 
2028754 2030144 Chromatium okenii Bacteria; 
Chromatium. 
gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Nevskia. 
gi|219857654|ref|NR_025243.1| Cedecea davisae strain 


Proteobacteria; 


ref|NR_025242.1| Ralstonia insidiosa 


2121958 2123393 Ralstonia insidiosa Bacteria; 


Burkholderiaceae; 


gi| 219857639 
2143068 21445 


Pseudomonadales; Pseudomonadaceae; 


gi| 219857638 


10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219857637 
2146078 21475 


Pseudomonadales; Pseudomonadaceae; 


219857621 
21703 


gi 


Pseudomonadales; Pseudomonadaceae; 


219857620 
21719 


gi 


Pseudomonadales; Pseudomonadaceae; 
2187349 2187299 1 
strain K9951 16S ribosomal RNA, 


gi|219857607 
2187032 21885 


teobacteria; Legionellales; Legionellaceae; Legionella. 
2193411 2193361 1 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 
Deinococci; 


gi|219857603 


Thermales; 
219857586 


gi 


Pseudomonadales; 


Ralstonia. 
ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
Pseudomonas. 
ref|NR_025227.1| Pseudomonas 

2144573 2146027 Pseudomonas 
Pseudomonadaceae; 


ref|NR_025226.1| Pseudomonas jinjuensis 
31 Pseudomonas jinjuensis Bacteria; 
Pseudomonas. 

ref|NR_025210.1| Cellvibrio fulvus 

56 2171849 Cellvibrio fulvus Bacteria; 
Cellvibrio. 

ref|NR_025209.1| Cellvibrio vulgaris 

00 2173400 Cellvibrio vulgaris Bacteria; 
Cellvibrio. 

ref|NR_025196.1| Legionella busanensis 
07 Legionella busanensis Bacteria; 
ref|NR_025191.1| Meiothermus 

193088 2194570 Meiothermus 
Thermaceae; Meiothermus. 
ref|NR_025174.1] Pseudomonas 
2218792 2220307 Pseudomonas 


i} 


extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


gi 
gi 


gi 


219846268 
39357 
219846267 
39371 
219846266 


sequence 


gi 


219846265 
39414 
219846264 
39429 
219846263 
39429 
219846262 
39458 
219846261 
39459 
219846260 
39473 
219846259 
39488 
219846258 
39502 
219846257 
39533 
219846256 
39533 
219846255 
39548 
219846254 


sequence 


gi 


219846253 


sequence 


gi 
gi 
gi 
gi 


gi 


219846252 
39592 
219846251 
39608 
219846250 
39623 
219846249 
39652 
219846248 


sequence 


gi 


gi 


219846247 
39668 
219846246 


sequence 


gi 


219846245 
39698 
219846244 
39711 
219846243 
39726 
219846242 


sequence 


gi 


gi 


219846241 
39756 
219846240 


sequence 


gi 


219846239 
39784 
219846238 
39797 
219846237 
39812 
219846236 
39827 
219846235 
39842 
219846234 
39857 
219846233 
39872 


ref 


56 3937139 


ref 


90 3938574 


ref 


85 3944397 


ref 
54 
ref 


05 3947317 


ref 


68 3948780 


ref 


31 3950236 


ref 


87 3951792 


ref 
48 
ref 


99 3954787 


ref 


38 3956224 


ref 


3956275 39577 


ref 


3957761 39592 


ref 


95 3960777 


ref 


28 3962278 


ref 


29 3963785 


ref 
95 
ref 


3965346 39667 


ref 


39 3968315 


ref 


3938625 39400 


NR_025858.1 
NR_025857.1 
NR_025856.1 
3 
NR_025855.1 
NR_025854.1 
NR_025853.1 
NR_025852.1 
NR_025851.1 
NR_025850.1 
NR_025849.1 
NR_025848.1 
NR_025847.1 
NR_025846.1 
NR_025845.1 
NR_025844.1 
1 
NR_025843.1 
4 
NR_025842.1 
NR_025841.1 
NR_025840.1 
NR_025839.1 
NR_025838.1 
8 
NR_025837.1 


NR_025836.1 


3968366 39697 
ref 
17 3971134 
ref 
85 3972636 
ref 
87 3974137 
ref i! 
3974188 39755 
ref 
07 3977021 
ref 

3977072 39783 
ref 
37 3979693 
ref 
44 3981209 
ref 
60 3982684 
ref 
35 3984197 
ref 
48 3985667 
ref 
18 3987155 


ref 
06 3988632 


NR_025835.1 
NR_025834.1 
NR_025833.1 
NR_025832.1 
NR_025831.1 
NR_025830.1 
NR_025829.1 
NR_025828.1 
NR_025827.1 
NR_025826.1 


NR_025825.1 


6 


5 


8 


NR_025824.1 


NR_025823.1 


Paracoccus thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 
Paracoccus aminovorans strain DM-82 16S ribosomal RNA, partial sequence 
Methylobacterium extorquens strain TK 0001 16S ribosomal RNA, complete 
eee marinum strain BN 126 16S ribosomal RNA, partial sequence 3940082 
Acidiphilium rubrum strain OP 16S ribosomal RNA, partial sequence 3941522 
Acidiphilium organovorum strain TFC 16S ribosomal RNA, partial sequence 
Acidocella facilis strain PW2 16S ribosomal RNA, partial sequence 3944448 
Acidiphilium cryptum strain Lhet2 16S ribosomal RNA, partial sequence 
Acidiphilium angustum strain KLB 16S ribosomal RNA, partial sequence 
Acidocella aminolytica strain 101 16S ribosomal RNA, partial sequence 
Shewanella violacea strain DSS12 16S ribosomal RNA, partial sequence 
Moritella japonica strain DSK1 16S ribosomal RNA, partial sequence 3951843 
Rhodovulum sulfidophilum strain W4 16S ribosomal RNA, partial sequence 
Rhodovulum strictum strain MB-G2 16S ribosomal RNA, partial sequence 
Hydrogenobaculum acidophilum strain 3H-1 16S ribosomal RNA, partial 


0 


Sporolactobacillus laevolacticus strain M-8 16S ribosomal RNA, complete 


fugu firmus strain IAM 12464 16S ribosomal RNA, partial sequence 
Rubrivivax gelatinosus strain ATH 2.2.1 16S ribosomal RNA, partial sequence 
Rhodoferax fermentans strain FR2 16S ribosomal RNA, partial sequence 
Rhodocyclus tenuis strain 2761 16S ribosomal RNA, partial sequence 3963836 

Novosphingobium capsulatum strain GIFU 11526 16S ribosomal RNA, partial 


8 


Mesorhizobium loti strain NZP 2213 16S ribosomal RNA, complete sequence 


Phaeospirillum fulvum strain NCIMB 11762 16S ribosomal RNA, partial 
rupee aia salexigens strain WS 68 16S ribosomal RNA, partial sequence 
Brachymonas denitrificans strain AS-P1l 16S ribosomal RNA, partial sequence 
Duganella zoogloeoides strain IAM 12670 16S ribosomal RNA, partial sequence 


Agrobacterium rhizogenes strain IAM 14222 16S ribosomal RNA, complete 


aaeotiens bullata strain IAM 13153 16S ribosomal RNA, complete sequence 
Rhodospirillum centenum strain IAM 14193 16S ribosomal RNA, partial 

foe aurantiaca strain NCIMB 8628 16S ribosomal RNA, partial sequence 
Rhizobium galegae strain gal 1261 16S ribosomal RNA, partial sequence 
Bizionia paragorgiae strain KMM 6029 16S ribosomal RNA, partial sequence 
Idiomarina seosinensis strain CL-SP19 16S ribosomal RNA, partial sequence 
Roseivirga ehrenbergii strain KMM 6017 16S ribosomal RNA, partial sequence 


Gramella echinicola strain KMM 6050 16S ribosomal RNA, partial sequence 


Aquimarina muelleri strain KMM 6020 16S ribosomal RNA, partial sequence 


526958 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


n CFBP 5705 16S ribosomal RNA, partial 


ria; 


526958 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; G 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


526958 Bacteria_16S 


NCTC 5923 16S rib 
Proteobacteria; G 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


526958 Bacteria_16S 


strain ATCC 33638 
Bacteria; Proteob 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


526958 Bacteria_16S 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


s strain ATCC 29833 16S ribosomal RNA, 


s Bacteria; Proteobacteria; 


526958 Bacteria_16S 


strain DSM 11853 


Proteobacteria; B 


16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Burkholderiaceae; 


526958 Bacteria_16S 


campinensis strain WS2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


acteria; Betaproteobacteria; Burkholderiales; 


526958 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


5B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


526958 Bacteria_16S 
strain A45 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


ammaproteobacteria; Methylococcales; Methylococc 


526958 Bacteria_16S 


strain A290 16S r 


Actinomadura. 


2234269 22342311 
Proteobacteria; 


2238853 2238803 1 


2240364 22403141 


2241875 2241825 1 


2243386 2243336 1 


2274138 2274088 1 


2275672 2275622 1 


2277225 2277175 1 


2283312 2283262 1 


2310406 2310364 1 


39 


Gammaproteobacteria; 


51 


51 


51 


51 


51 


51 


51 


51 


43 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


526958 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; 


1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


526958 Bacteria_16S 


strain CFML 97-51 
Bacteria; 


4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


526958 Bacteria_16S 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 23493 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 


526958 Bacteria_16S 


denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 


526958 Bacteria_16S 


strain ATCC49733 
Proteobacteria; 


16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pasteurellac 


526958 Bacteria_16S 


gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 
gottschalkii Bacteria; 


Anaerobranca. 


526958 Bacteria_16S 


quisquiliarum strain AML-D4 16S ribosomal RNA, 
quisquiliarum Bacteria; 


Methylosarcina. 


526958 Bacteria_16S 


strain AML-C10 16S ribosomal RNA, partial sequence 


Proteobacteria; 


526958 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; 


526958 Bacteria_16S 


psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; 


Methylobacter. 


526958 Bacteria_16S 


strain ATCC 33531 
Bacteria; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


526958 Bacteria_16S 


aerophilum strain AL3 16S ribosomal RNA, partial sequence 


2321069 23210311 


2322621 2322583 1 


2349613 2349563 1 


2352620 2352570 1 


Proteobacteria; 
2363384 2363334 1 


2396701 2396651 1 
Firmicutes; 
2412020 24119701 

Proteobacteria; 


2413586 2413536 1 


2436286 2436236 1 


2439326 2439276 1 
Proteobacteria; 


2462069 2462019 1 


2468262 2468212 1 


Clostridia; 


39 


39 


51 


51 


Betaproteobacteria; 


Sill 


SL 


SL 


51 


Gammaproteobacteria; Methylococcales; Methylococc 


51 


6S ribosomal RNA, partial sequence 2436004 24374 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


51 


51 


51 


Enterobacteriales; 


Gammaproteobacteria; 


Methylococcales; 


Rhizobiales; 


Clostridiales; 


partial 
Gammaproteobacteria; Meth 


complete 
Gammaproteobacteria; Methylococcales; 


Enterobacteriales; 


219857576 
sequence 


gi 


gi| 219857573 
2238534 22399 


gi|219857572 
2240045 22415 
Enterobac 
219857571 
22415 


gi 


219857570 
partial s 


gi 


gi|219857550 


219857549 
22753 
Bu 
219857548 
22768 


gi 
gi 
gi|219857544 
2282981 22844 
gi|219857522 
2310109 23115 


Streptosporang 


219857515 
23207 


gi 


219857514 

23223 
P 
219857494 


gi 


gi 


Hypho: 
gi| 219857492 
Burkh 


gi| 219857485 


gi| 219857462 


Clo 


219857452 
sequence 


gi 


gi|219857451 
2413261 24147 


gi|219857430 


219857428 
sequence 


gi 


219857408 
24617 


gi 


Pseudomonadales; 


Enterobacteriaceae; 


Methylococcaceae; 


2233956 223544 


ref|NR_025161.1 
94 Yersinia 


ref|NR_025160.1 
05 Yersinia 
teriaceae; 
ref|NR_025159.1 


Enterobacteria 
ref|NR_025158.1 
equence 224306 


ref|NR_025138.1 


ref|NR_025137.1 
rkholderiaceae; 
ref |NR_025136.1 
93 2278392 Methyl 


ref|NR_025132.1 
79 Methylobacter 
aceae; 
ref|NR_025110.1 
29 Actinomadura 
ineae; 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025082.1 


microbiaceae; Hy 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025073.1 


eae. 
ref|NR_025050.1 

2396386 239781 
stridiales Famil 


ref|NR_025040.1 

2411699 241321 
ylococcales; Met 
ref |NR_025039.1 


aceae; Methylosa 
ref|NR_025018.1 


Cupriavidu 
ref|NR_025016.1 

2438995 244052 
Met 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 


gi] 219857404 


Enterobacteriales; 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Yersinia rohdei strain 


rohdei Bacteria; 
Yersinia. 


Yersinia pestis strain 


pestis Bacteria; 
Yersinia. 


Yersinia kristensenii 


56 2243016 Yersinia kristensenii 
c 


eae; Yersinia. 

Yersinia 
7 2244527 Yersinia 
Enterobacteriaceae; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 
Cupriavidus. 


Cupriavidus 


59 2276842 Cupriavidus campinensis 


Cupriavidus. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 


Methylobacter. 


Actinomadura mexicana 


mexicana Bacteria; 
Thermomonosporaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Hyphomicrobium 


35 2350745 Hyphomicrobium sulfonivorans 


phomicrobium. 
Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Methylosarcina 
0 Methylosarcina 


hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


Raoultella planticola 
ella planticola 
eae; Raoultella. 


ref|NR_024992.1 


Thioalkalimicrobium 


2467928 2469361 Thioalkalimicrobium aerophilum 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


526958 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


526958 Bacteria_16S 


beliardensis stra 
beliardensis Bact 


526958 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


526958 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


526958 Bacteria_16S 


hyointestinalis s 


Campylobacter hyointestinalis subsp. 


Campylobacterales 


526958 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


526958 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


526958 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
526958 Bact 
strain CIP 105470 
Proteobacteria; G 
526958 Bact 
strain CIP 105259 
Proteobacteria; G 
526958 Bact 
strain CIP 105274 
Proteobacteria; G 


526958 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


526958 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


526958 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


526958 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


526958 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


526958 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


526958 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


526958 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


526958 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


526958 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


526958 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


eria_16 


eria_16 


eria_16 


2501239 2501189 1 51 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2502744 2502694 1 51 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2520995 2520957 1 39 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2522475 2522437 1 39 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2525510 2525472 1 39 gi 


ubsp. lawsonii strain CHY5 16S ribosom 


; Campylobacteraceae; Campylobacter. 


2528546 2528508 1 39 gi 


ammaproteobacteria; Pseudomonadales; P 
2531579 2531529 1 51 gi 


etaproteobacteria; Burkholderiales; Bu 
2555300 2555262 1 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
s 2556866 2556828 1 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2561492 2561454 1 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2570625 2570587 1 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2579746 2579708 1 39 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581312 2581274 1 39 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2582882 2582844 1 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584451 2584413 1 39 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2595289 2595251 1 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2596855 2596817 1 39 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2599845 2599795 1 51 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2601399 2601349 1 51 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2602953 2602903 1 51 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2620047 2619997 1 Si gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2635176 2635126 1 51 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


io 


ar 


ria; 


se 


te 


se 
te 


al 


se 


rk 


na 


se 


se 


se 


se 


na 


na 


na 


se 


na 


al 
ri 


a; 


st 


st 


E 


ct 


526958 Bacteria_16S 


strain CDC 2991-8 


2636740 2636690 1 51 gi 
1 16S ribosomal RNA, partial sequence 


219857381 


nellacea 
219857380 
tial seq 


219857363 
quence 
ria; 


219857362 
quence 
ria; 


219857360 
RNA, pa 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
udomonad 
219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
holderia 
219857340 


dales; 
219857339 


udomonad 
219857336 


udomonad 
219857287 


udomonad 
219857281 


udomonad 
219857280 


dales; 
219857279 


dales; 
219857278 


dales; 
219857271 


udomonad 
219857270 


dales; 
219857268 
sequenc 


219857267 
2601060 26025 
eurellac 
219857266 
2602614 26041 
eurellac 
219857252 


nterobac 
219857234 


eriales; 
219857233 


25009 


Legio 


Pse 


Pse 


25549 
P 


25565 


25611 


25702 


25794 


25809 


P 


25825 
P 


25841 
P 
25949 


25965 
P 


Paste 


26197 


26348 


ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref |NR_024968.1 
uence 250240 
nellales; Legion 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref 
rtia 


NR_024948.1 
1 sequence 


ref|NR_024946.1 


acea 
ref 


e; Pseudomon 
NR_024944.1 
ceae; Cupriavidu 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


Mannheimia 
NR_024897.1 


eae; 
ref 


eae; Mannheimia 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 


Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 
Campylobacter 
2525204 2526622 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


s. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 

Pseudomonas. 

Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Kluyvera georgiana 
ra georgiana Bacteria; 


Kluyvera. 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 


ref|NR_024861.1 


Citrobacter farmeri 


2636413 2637923 Citrobacter farmeri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


526958 Bacteria_ 
succinogenes stra 
succinogenes Bact 


Actinobacillus. 


526958 Bacteria_ 


strain ATCC15947 
Bacteria; 


526958 Bacteria_ 
strain JCM1680 16 
G 


Proteobacteria; 


526958 Bacteria_ 
strain JCM1679 16 
G 


Proteobacteria; 


526958 Bacteria_ 
alcaliphila strai 
alcaliphila Bacte 


Pseudomonas. 


526958 Bacteria_ 
strain IHB1 16S r 
Ther 


Thermotogae; 


526958 Bacteria_ 
fermentans strain 
Firmicu 


Bacteria; 


526958 Bacteria_ 


strain IAM 12409 
Proteobacteria; 


526958 Bacteria_ 
strain ATCC 13522 
Proteob 


Bacteria; 


526958 Bacteria_ 
strain ATCC 12775 
G 


Proteobacteria; 


526958 Bacteria_ 
strain ATCC 49968 
Proteob 


Bacteria; 


526958 Bacteria_ 
plecoglossicida s 
plecoglossicida B 


Pseudomonas. 


526958 Bacteria_ 
strain JCM1240 16 
G 


Proteobacteria; 
526958 Bac 
strain JCM1235 
Proteobacteria; 
526958 Bac 
strain JCM1237 
Proteobacteria; 
526958 Bacteria 


strain JCM1234 16 
G 


Proteobacteria; 
526958 Bacteria 


strain JCM6051 16 
G 


Proteobacteria; 
cloacae complex. 


526958 Bacteria_ 
strain LMG 2542 1 
G 


Proteobacteria; 


526958 Bacteria_ 
resinovorans stra 
resinovorans Bact 


Pseudomonas. 


526958 Bacteria_ 
citronellolis str 
citronellolis Bac 


Pseudomonas. 


526958 Bacteria_ 
strain PCl 16S ri 
G 


Proteobacteria; 


526958 Bacteria_ 


Proteob 


B 


teria_ 
16 
G 
teria_ 
16 
G 


16S 2638320 2638270 1 51 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 
16S 2762796 2762746 1 51 gi 
Enteroba 

gi 


acteria; Gammaproteobacteria; 
16S 2764312 2764262 1 51 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2765828 2765778 1 51 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2815573 2815535 1 39 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


16S 2827691 2827657 1 35 


ibosomal RNA, partial sequence 


gi 


16S 2841394 2841344 1 51 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 


16S 2847522 2847472 1 51 gi 


etaproteobacteria; Burkholderiales; Co: 
16S 2853748 2853710 1 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
16S 2855319 2855269 1 51 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2858431 2858393 1 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
16S 2919844 2919806 1 39 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 
16S 2947043 2946993 1 5L 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2948533 2948483 1 51 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2950021 2949971 1 51 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2951522 2951472 1 51 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2953020 2952970 1 51 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


16S 2966592 2966542 1 51 gi 
ammaproteobacteria; Enterobacteriales; 
16S 2971174 2971136 1 39 gi 
in LMG 2274 16S ribosomal RNA, partial 


eria; Proteobacteria; Gammaproteobacte 


16S 2972689 2972651 1 39 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 
16S 2974251 2974213 1 39 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


gi 


16S ribosomal RNA, partial sequence 2762542 27639 


2763991 27654 


2765507 27669 


2827347 28288 
motogales; Thermotogaceae; Thermosipho. 


16S ribosomal RNA, partial sequence 2847193 28487 


2946729 29481 


2948221 29496 


2949709 29511 


2951208 29526 


2952708 29541 


6S ribosomal RNA, partial sequence 2966273 29677 


2973936 29754 


219857232 
uence 
ria; Paste 
219857142 


cteriales; 
219857141 


Enterobac 
219857140 


Enterobac 
219856913 
equence 

ia; Pseudo 


, 


219856905 


219856896 
ce 28410 
naerobiace 
219856892 


mamonadace 
219856888 
28534 
nadales; P 
219856887 
28549 
Enterobac 
219856885 
28581 
nadales; P 
219856843 
1 sequence 
cteria; Ps 


219856825 


Enterobac 
219856824 


Enterobac 
219856823 


Enterobac 
219856822 


Enterobac 
219856821 


Enterobac 
219846946 
Enterobac 
219846942 
sequence 
ria; Pseud 
219846941 
al sequenc 
eria; Pseu 


219846940 


seudomonad 


16S 2989507 2989457 1 51 gi 


ref|NR_024860.1 

2637974 263946 
urellales; Paste 
ref|NR_024770.1 
Enterobacteriac 
ref|NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref |NR_024734.1 

2815260 281674 
monadales; Pseud 


ref |NR_024726.1 


ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiu 
ref|NR_024711.1 


ae; Delftia. 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024662.1 

2919511 292100 
eudomonadales; P 
ref|NR_024644.1 
teri 
ref 


aceae; Serra 
NR_024643.1 


teri 
ref 


aceae; Enter 
NR_024642.1 


teriaceae; Enter 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref |NR_024640.1 
29 Enterobacter 
teriaceae; Enter 


ref|NR_026538.1 
teriaceae; Dicke 
ref|NR_026534.1 

2970861 297232 
omonadales; Pseu 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 
ref|NR_026532.1 


aceae; Pseudomon 


219846930 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Edwardsiella tarda 


40 Edwardsiella tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Pseudomonas 

8 Pseudomonas 

omonadaceae; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Halanaerobium 
erobium fermentans 
m. 

Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Pseudomonas 

8 Pseudomonas 

seudomonadaceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


58 Enterobacter aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


57 Enterobacter amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Pseudomonas 

5 Pseudomonas 

domonadaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 


ref |NR_026522.1 


Legionella tucsonensis 


strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


526958 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


526958 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


526958 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


526958 Bacteria_16S 


strain DSM 3963 1 


Deinococcus-Thermus; 
526958 Bacteria_16S 


strain DSM 11363 
Proteobacteria; 


strain DSM 43764 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

526958 Bacteria_16S 3254184 3254142 1 43 gi|219846751|ref|NR_026343.1 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

526958 Bacteria_16S 3266249 3266199 1 Si gi| 219846743 |ref|NR_026335.1 
strain LLAP12 16S ribosomal RNA, partial sequence 3265947 32672 

Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Leg 
526958 Bacteria_16S 3267667 3267617 1 51 gi| 219846742 |ref|NR_026334.1 
strain L2 16S ribosomal RNA, partial sequence 3267345 32688 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
526958 Bacteria_16S 3270773 3270723 1 51 gi|219846740|ref|NR_026332.1 
strain ATCC 13313 16S ribosomal RNA, partial sequence 3270447 3271933 Shigel 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shige 
526958 Bacteria_16S 3272311 32722611 51 gi|219846739|ref|NR_026331.1 
strain ATCC 29903 16S ribosomal RNA, partial sequence 3271984 3273471 Shigel 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shige 
526958 Bacteria_16S 3450883 3450849 1 35 gi|219846609|ref|NR_026201.1 


strain DSM 9442 1 
Thermotogae; Ther 


526958 Bacteria_16S 3589429 3589379 1 51 gi|219846516|ref|NR_026108.1 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 35906 

Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 

526958 Bacteria_16S 3628717 3628679 1 39 gi|219846486|ref|NR_026078.1 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudo: 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
526958 Bacteria_16S 3648543 3648493 1 51 gi|219846472|ref|NR_026064.1 
szegediense strain OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methyl 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
526958 Bacteria_16S 3651623 3651573 1 51 gi|219846470|ref|NR_026062.1 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methyloca 
526958 Bacteria_16S 3666974 3666924 1 51 gi| 219846459 |ref|NR_026050.1 
strain ATCC 15712 16S ribosomal RNA, partial sequence 3666679 3668133 Brenne 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
526958 Bacteria_16S 3668479 3668429 1 51 gi|219846458|ref|NR_026049.1 
strain HK 204 16S ribosomal RNA, partial sequence 3668184 36696 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Erwin 
526958 Bacteria_16S 3669986 3669936 1 51 gi| 219846457 |ref|NR_026048.1 
strain EN 101 16S ribosomal RNA, partial sequence 3669690 36711 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenn 
526958 Bacteria_16S 3673002 3672952 1 51 gi| 219846455 |ref|NR_026046.1 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 367270 
betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

Pectobacterium. 

526958 Bacteria_16S 3674507 3674457 1 51 gi|219846454|ref|NR_026045.1 
strain 1846 16S ribosomal RNA, partial sequence 3674212 36756 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Panto 
526958 Bacteria_16S 3695694 3695644 1 51 gi|219846439|ref|NR_026030.1 
porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actino 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; A 
526958 Bacteria_16S 3727239 3727197 1 43 gi|219846416|ref|NR_026007.1 


G 
526958 Bacteria_16S 


3126988 3126938 1 
ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3166300 3166266 1 35 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3167818 3167784 1 35 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3170850 3170816 1 35 gi 
6S ribo 
Dei 
3 


51 gi 
ue 
a; 


s 
De 


Ss 


De 


Deinoco 
gi 


nococci; Deinococcales; 
176964 3176926 1 39 


cc 


ammaproteobacteria; Pseudomonadales; P 
3252686 3252644 1 43 gi 


se 


motogales; Thermotogaceae; Thermotoga. 


nce 


219846837 


Rhizobi 
219846810 
equence 
inococca 
219846809 
equence 
inococca 
219846807 
somal RNA, partial sequence 3170548 31720 
aceae; 
219846803 
16S ribosomal RNA, partial sequence 3176631 31781 
udomonad 
219846752 
16S ribosomal RNA, partial sequence 3252379 32538 


D 


6S ribosomal RNA, partial sequence 3450571 34520 


ref |NR_026429.1 
126704 312814 
ales; Hyphomicro 
ref |NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
Deinococcac 
NR_026399.1 


Ww 


w 


les; 
ref 


Ww 


les; 
ref 


eino 
ref 


coccus. 
NR_026395.1 


aceae; Pseudomon 
ref |NR_026344.1 
26 Actinomadura 


Hyphomicrobium 

1 Hyphomicrobium 

biaceae; Hyphomicrobium. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
ila. 

Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 
Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Actinobacillus 
bacillus porcinus 
ctinobacillus. 


Actinomadura macra 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 


Actinobacteria; A 
Actinomadura. 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; Thermomonosporaceae; 


526958 Bacteria_ 


luteofluorescens strain 04745 16S ribosomal RNA, partia 
luteofluorescens Bacteria; Actinobacteria; Actinobacter 


16S 3728693 3728651 1 43 gi 


Thermomonosporaceae; Actinomadura. 


526958 Bacteria_ 


16S 3731606 3731564 1 43 gi 


1 


219846415 
id 


219846413 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 373 


ref|NR_026006.1 
3728410 372981 
nomycetales; Str 


ce 
ti 


sequen 
ae; Ac 
ref|NR_026004.1 
27 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinomadura coerulea 


31 Actinomadura coerulea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

526958 Bacteria_16S 3733066 3733024 1 43 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

526958 Bacteria_16S 3794405 3794355 1 51 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

526958 Bacteria_16S 3807999 3807961 1 39 gi| 219846357 |ref|NR_025948.1| Campylobacter 
helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
526958 Bacteria_16S 3809510 3809472 1 39 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

526958 Bacteria_16S 3868765 3868727 1 39 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
526958 Bacteria_16S 3870276 3870238 1 39 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

526958 Bacteria_16S 3905723 3905685 1 39 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

526958 Bacteria_16S 3913227 3913177 1 Si gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 


strain Gl 16S rib 
G 
526958 Bacteria 1 
strain Karp 16S r 


Proteobacteria; 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
6S 3934552 3934502 1 51 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


526958 Bacteria_1 


pratensis strain 
Bacteria; 


Volucribacter. 


526958 Bacteria_16S 
nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 
526958 Bacteria_16S 
strain F2R9 16S r 
G 
526958 Bacteria_16S 


Proteobacteria; 


strain Pull 5.3 1 
Proteobacteria; 


strain JT7304 16S 
Proteobacteria; 
Proteobacteria; 
nitrophenolicus s 


nitrophenolicus B 
Nocardioidaceae; 


526958 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


526958 Bacteria_16S 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 


Proteob 
526958 Bacteria 1 
psittacicida stra 
psittacicida Bact 


G 
526958 Bacteria_16S 


G 
526958 Bacteria_16S 
strain 2825 16S r 
G 
526958 Bacteria_16S 


6S 4084165 4084115 1 52 gi 
F31 16S ribosomal RNA, partial sequenc 


6S 4123393 41233431 51 gi 


eria; Proteobacteria; 


4218116 42180741 43 gi 


Actinomadura. 

4234765 42347151 51 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
790876 790835 1 42 gi 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
1151957 1151916 1 42 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1756908 1756867 1 42 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
2656503 2656462 1 42 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

3116450 3116409 1 42 gi 
star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ae; 
gi 


3823415 38233741 42 


gi 


acteria; Betaproteobacteria; Methyloph 
in Gerl. 236/81 16S ribosomal RNA, par 


Gammaproteobacte 


in L 46 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 


3912908 39143 


E 


ke 


e 
il 
ti 


ri 


ue 


v 


E 


sy 


sy 


sy 


1 


da 


ue 
a; 


219846270 
3934247 39357 


219846163 


219846134 


219846062 


219846045 
4234473 42358 


265678518 
complete sequence 790537 79204 


253680755 
1151622 11530 


219878367 
1756574 17580 


219857219 


219846844 


teri 
ref 


nterobac aceae; Xenor 


NR_025860.1 
e; Rickettsieae; 
ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_025724.1 
nce 412310 
urel Paste 


ttsiacea 


40838 
ales; Me 


al seque 
a; Paste lales; 
ref|NR_025652.1 

4217823 421929 
cetales; Strepto 


nce 
Actinomy 


ref|NR_025635.1 


nterobacteriaceae; Klebs 
ref|NR_028821.1 
3  Psychromonas 
daceae; Psychrom 
ref |NR_028003.1 
67 Psychromonas 
daceae; Psychrom 
ref|NR_025506.1 
69 Psychromonas 
daceae; Psychrom 
ref|NR_024847.1 

2656189 265766 
omycetales; Prop 


chromona 


chromona 


chromona 


sequence 
e; Actin 


ref|NR_026436.1 
nce 3116131 311762 
Alteromonadales; Psychr 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Volucribacter 

3 4124536 Volucribacter 
urellaceae; 


Actinomadura 
1 Actinomadura 


sporangineae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Psychromonas arctica 


arctica Bacteria; 


onas. 
Psychromonas kaikoae 


kaikoae Bacteria; 


onas. 
Psychromonas profunda 


profunda Bacteria; 


onas. 
Nocardioides 

3 Nocardioides 
ionibacterineae; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


219846347 


ref|NR_025938.1 
3823071 382454 


Haemophilus 
7 Haemophilus 


parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Haemophilus. 


526958 Bacteria_16S 


4050814 4050773 1 


42 


gi|219846186 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 


ganghwensis Bacte 
Nocardioidaceae; 

526958 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 
Coprothermobacter. 
526958 Bacteria_16S 
strain CCUG 41709 


526958 Bacteria_16S 
radicidentis stra 


Actinomycetaceae; 
526958 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Thiobacillus. 

526958 Bacteria_16S 
strain DM12 16S r 


526958 Bacteria_16S 
strain SR12 16S r 
Firmicutes; Clost 
526958 Bacteria_16S 
strain DSM 3662 1 


teria; 


202428 202392 1 
Firmicutes; 


1907185 1907149 1 


1931687 1931651 1 


1963562 1963526 1 
Proteobacteria; 


2334655 2334605 1 


2558452 2558416 1 


Clostridiales; 
3273852 3273816 1 


ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


37 


ain BT 16S ribosomal RNA, partial sequ 
Clostridia; 


37 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


37 


in CCUG 36733 16S ribosomal RNA, parti 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


37 


ain NCIMB 9548 16S ribosomal RNA, part 
teria; 


Betapro 


51 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


37 


ibosomal RNA, partial sequence 


ridia; Eubacteriaceae; 


37 


gi| 265678928 


Thermoanaerobacterales; Thermodes 
gi| 219878258 |ref|NR_025397.1 
19068 


gi|219878240 


gi|219878219 
teobacte 


ria; 


gi| 219857505 


2334350 23357 
hodobacter 


gi| 219857338 


2558106 25596 
Eubacterium. 


gi|219846738 


6S ribosomal RNA, partial sequence 3273522 32749 


Actinomyc 


ence 20208 


nomycineae; 


al sequenc 
Actinomyceta 


ial sequence 1963237 19647 


Hydrogenophilales; Hydrogenophilaceae; 


ref|NR_025776.1 
4050504 405187 
etales; Propion 


ref|NR_029236.1 


Actinomycetac 
ref|NR_025379.1 
e 1931360 193276 
les; 
ref|NR_025358.1 
4 


ref|NR_025093.1 


aceae; Paracocc 
ref|NR_024926.1 


ref |NR_026330.1 


e 


Nocardioides 
7 Nocardioides 


ibacterineae; 


Coprothermobacter 


7 203611 Coprothermobacter 


ulfobiaceae; 


Actinomyces catuli 


68 1908267 Actinomyces catuli Bacteria; 


ae; Actinomyces. 
Actinomyces 
0 Actinomyces 


Actinomycineae; 


Thiobacillus 
6 Thiobacillus 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 
u 


s. 
Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

526958 Bacteria_16S 3275361 3275325 1 37 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

526958 Bacteria_16S 3276880 3276844 1 37 gi|219846736|ref|NR_026328.1| Acetobacterium 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

526958 Bacteria_16S 3279908 3279872 1 37 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 


strain DSM 4132 1 
Firmicutes; Clost 
526958 Bacteria_16S 
carbinolicum stra 
carbinolicum Bacteria; 
526958 Bacteria_16S 

strain DSM 1030 1 
Firmicutes; Clost 
526958 Bacteria_16S 
strain NCTC 10951 


526958 Bacteria_16S 
dejongeii strain 


531540 Bacteria_16S 


ridia; 


ridia; 


Clostridiales; 
3281427 3281391 1 


Firmicutes; 
3284476 3284440 1 


Clostridiales; 
3412316 3412280 1 


3709227 3709179 1 


1209255 1209194 21 


37 


in DSM 2925 16S ribosomal RNA, partial 
Clostridia; 


37 


37 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


49 


FCl 16S ribosomal RNA, partial sequenc 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 


82 


DSM 14365 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 
531540 Bacteria_16S 
strain SMP-10 16S 
Proteobacteria; 
531540 Bacteria_16S 
strain Cm al3 16S 
Proteobacteria; 
531540 Bacteria_16S 
dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 
531540 Bacteria_16S 
apiculatus strain 
apiculatus Bacter 
Chondromyces. 
531540 Bacteria_16S 
strain SIR-1 16S 
Proteobacteria; 
531540 Bacteria_16S 


strain R-10 16S ribosomal RNA, 
Sphingobacteria; 


Bacteroidetes; 


1404069 1404011 21 


1981504 1981437 12 


1119922 1119857 21 


1984673 1984610 12 


2729924 2729868 22 


132019 131961 30 


acteria; Deltaproteobacteria; Myxococc 


79 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


80 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


86 


1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


76 


78 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nann 


88 


complete sequence 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


Ac 
219846733 
sequence 
Clostridiales; 
gi|219846731 


gi 


6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


Ac 


gi| 219846636 


219846430 
e 
robiales; 

228715350 


gi 


gi 


1209193 12106 
Nannocys 


ales; 
gi|]219857153 
Nannoc 

gi|219878207 


Sorangiineae; 
gi| 228716127 


gi| 219878205 


Cm al4 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteri 


a; 


gi| 219857167 


gi|265678974 


etobacte 


Eubacte 


etobacte 


34120 
nomycineae; 


37089 


1404010 14055 
ystineae; Ha 


1981436 19829 


11198 
xococcales; 


Myxococ 


2729867 27313 
ocystineae; 


rium. 
ref |NR_026325.1 

3281102 328257 
riaceae; Ac 
ref |NR_026323.1 
rium. 
ref |NR_026228.1 
06 3413422 Actin 
Actinomycetace 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_027522.1 


tineae; Hali 
ref|NR_024781.1 
liangiaceae; 
NR_025346.1 


ref 


Polyangiaceae; C 
ref |NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref |NR_024795.1 


Nannocystaceae 
ref|NR_029282.1 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 


etobacterium. 


Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Prosthecobacter 
ecobacter dejongeii 

eae; Prosthecobacter. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Chondromyces robustus 


73 Chondromyces robustus Bacteria; 


hondromyces. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Chondromyces 
2 Chondromyces 


eae; Polyangiaceae; 


Plesiocystis pacifica 


50 Plesiocystis pacifica Bacteria; 


; Plesiocystis. 
Rhodothermus marinus 


131953 133495 Rhodothermus marinus Bacteria; 
Sphingobacteriales; Rhodothermaceae; Rhodothermus. 


531540 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


apsheronum strain 
Bacteria; Proteob 


strain AMX51 16S 


kondratievae stra 
Bacteria; Proteob 


531540 Bacteria_16S 


strain DSS-3 16S 
submarinus strain 
Bacteria; Proteob 


strain SHK-1 16S 


Proteobacteria; D 


strain PL7HG1 16S 


Alphaproteobacter 


531540 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


531540 Bacteria_16S 


strain DM12 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
531540 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


531540 Bacteria_16S 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


531540 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


531540 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


531540 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


strain DSM 12272 
Firmicutes; Clost 


531540 Bacteria_16S 


aliena strain KMM 
Bacteria; Proteob 


Pseudoalteromonas. 
531540 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


531540 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


531540 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


531540 Bacteria_16S 


2726881 2726823 28 86 gi 


3698444 3698360 2 86 gi 


842534 842469 24 89 
ribosomal RNA, partial sequence 


gi 


847194 847133 24 85 gi 


acteria; Alphaproteobacteria; Rhodobac 
929439 929378 26 87 gi 
ribosomal RNA, partial sequence 


2102277 2102212 21 86 gi 
6N 16S ribosomal RNA, partial sequenc 


2713094 2713037 22 79 
ribosomal RNA, partial sequence 


gi 


382869 382809 26 86 
ribosomal RNA, partial sequence 


gi 


476625 476565 24 84 gi 
Rhodobacterales; Rhodobacteraceae; 

1443937 1443877 26 86 gi 
rain 5SM22 16S ribosomal RNA, partial 


cteria; Proteobacteria; Alphaproteobac 


ia; 


2334411 2334351 26 86 
ibosomal RNA, partial sequence 


gi 


3868488 3868420 22 90 gi 
acteria; Epsilonproteobacteria; Campyl 
3869999 3869931 22 90 gi 
ain A 169/B 16S ribosomal RNA, partial 


teria; Proteobacteria; Epsilonproteoba 


4231512 4231452 26 86 gi 
ns strain MB2 16S ribosomal RNA, parti 
ns Bacteria; Proteobacteria; Alphaprot 


502928 502865 23 86 gi 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


1976849 1976774 2 77 gi 
-9 16S ribosomal RNA, partial sequence 
2529797 2529734 23 


86 gi 


ridia; Clostridiales; Clostridiaceae; 

4051992 4051929 26 89 gi 
3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 
4178421 4178358 26 89 gi 
ammaproteobacteria; Alteromonadales; S 
211524 211462 25 87 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
232788 232726 25 87 gi 


ria; Proteobacteria; Alphaproteobacter 


295121 295059 29 91 gi 


rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
531540 Bacteria_16S 

1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
531540 Bacteria_16S 
842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
531540 Bacteria_16S 
in GB 16S ribosomal RNA, partial seque 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
531540 Bacteria_16S 


acteria; Deltaproteobacteria; Desulfov 
531540 Bacteria_16S 
2713036 27145 
eltaproteobacteria; Myxococcales; Enhy 
531540 Bacteria_16S 
382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
531540 Bacteria_16S 


G1212 16S ribosomal RNA, partial sequence 476563 478023 Parac 


2334350 23357 


in CI 16S ribosomal RNA, partial seque 


acteria; Deltaproteobacteria; Desulfov 
531540 Bacteria_16S 
16S ribosomal RNA, partial sequence 2529733 25312 


6S ribosomal RNA, partial sequence 4178357 41798 


211461 21296 


n 2.4.1 16S ribosomal RNA, partial seq 


219857169 
quence 

enothermac 
219846437 
nce 36983 
ibrionales 
265678484 


rhizobiace 
265678481 
nce 84713 
terales; R 
265678425 


hodobacter 
219878118 
e 21022 
ibrionales 
219857179 


gromyxa. 
265678799 


rhizobiace 
265678733 


Paracoccu 
224581424 
sequence 

teria; Rho 


219857505 


hodobacter 
219846316 
nce 38684 
obacterale 
219846315 
sequence 
cteria; Ca 


219846047 
al sequenc 
eobacteria 


265678716 
sequence 
eria; Rhod 


219878210 
19767 
ibrionales 
219857357 


Clostridiu 
219846185 
nce 40519 
nadales; P 


219846094 


hewanellac 
265678921 


Clostridiu 
265678907 
uence 

ia; Rhodob 


mpyl 


e 4231451 42328 


obac 


mM. 


eae; 


m. 


acte 


ref|NR_024797.1 
2726822 272832 
eae; Persephone 
ref |NR_026028.1 
59 3699831 Desul 
; Desulfomicrob 
ref|NR_028787.1 


1 


£ 
i 


Persephonella 
8 Persephonella 
la. 

Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 

Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


ae; Bosea. 
ref|NR_028784.1 
2 848491 Parac 
hodobacteraceae 
ref|NR_028727.1 


° 
i 


Paracoccus 
ccus kondratievae 
Paracoccus. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


aceae; Ruegeria 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobi 
ref |NR_024807.1 


a 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


ref|NR_029104.1 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


ae; 
ref 
occu 
Ss. 
ref|NR_027205.1 

1443876 144534 
dobacterales; 


Bradyrhizobi 
NR_029038.1 


ref|NR_025093.1 


s yeei Bacte 


Rh 


um. 
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Rhodobacter 
Rhodobacter 
bacteraceae; 


Helicobacter mustelae 


strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


531540 Bacteria_16S 1127491 1127429 29 91 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

531540 Bacteria_16S 1893653 1893579 2 76 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
Desulfomicrobium. 

531540 Bacteria_16S 3817018 3816956 29 91 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 
531540 Bacteria_16S 3820073 3820011 29 91 gi|219846349|ref|NR_025940.1| Helicobacter 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

531540 Bacteria_16S 3977136 3977078 29 87 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

531540 Bacteria_16S 153250 153189 26 87 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

531540 Bacteria_16S 206863 206802 25 86 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 251364 251303 24 85 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

531540 Bacteria_16S 304096 304031 26 91 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 


strain MSB-8 16S 
Thermotogae; 


F89 16S ribosomal 
Flavobacteria; Fl 
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9 Thermotoga maritima Bacteria; 


Formosa algae strain 
a; Bacteroidetes; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

531540 Bacteria_16S 866783 866726 29 86 gi| 265678467 |ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

531540 Bacteria_16S 1006424 1006363 26 87 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

531540 Bacteria_16S 1056661 1056604 29 86 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

531540 Bacteria_16S 1068766 1068709 29 86 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

531540 Bacteria_16S 2171966 2171901 21 86 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

531540 Bacteria_16S 2183986 2183929 29 86 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

531540 Bacteria_16S 2253809 2253748 25 86 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

531540 Bacteria_16S 2355447 2355382 21 86 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

531540 Bacteria_16S 2885994 2885933 25 86 gi|219856865|ref|NR_024684.1| Eubacterium 


nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


2885932 288740 


8 Eubacterium 


531540 Bacteria_16S 2887521 2887460 25 86 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

531540 Bacteria_16S 2889042 2888981 25 86 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

531540 Bacteria_16S 2925582 2925521 23 84 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

531540 Bacteria_16S 3821605 3821544 29 90 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

531540 Bacteria_16S 3862397 3862333 28 92 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

531540 Bacteria_16S 3966906 3966845 26 87 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

531540 Bacteria_16S 167112 167052 26 86 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
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Gammaproteobacter 
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531540 Bacteria_16S 384402 384342 26 86 gi|265678798|ref|NR_029103.1 
strain OK2 16S ribosomal RNA, partial sequence 384340 38587 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
531540 Bacteria_16S 444606 444546 26 86 gi| 265678758 |ref|NR_029063.1 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 

531540 Bacteria_16S 470507 470447 26 86 gi| 265678737 |ref|NR_029042.1 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 47199 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
531540 Bacteria_16S 677569 677509 26 86 gi| 265678597 |ref|NR_028902.1 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
531540 Bacteria_16S 844063 844003 26 86 gi| 265678483 |ref|NR_028786.1 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 84550 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samso 
531540 Bacteria_16S 964994 964934 26 86 gi|265678401|ref|NR_028703.1 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; V 
Salinivibrio. 

531540 Bacteria_16S 1194090 1194030 26 86 gi|228715634|ref|NR_027536.1 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carbox 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerob 
Carboxydibrachium. 

531540 Bacteria_16S 1369628 1369568 23 83 gi|228718299|ref|NR_027572.1 
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strain IM1 16S ri 
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bosomal RNA, partial sequence 
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2662145 26634 


ref|NR_024843.1| Methylopila capsulata 
75 Methylopila capsulata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

531540 Bacteria_16S 3025567 3025511 26 82 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
531540 Bacteria_16S 3176692 3176632 26 86 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 


strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

531540 Bacteria_16S 3482492 3482432 25 85 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 3520446 3520390 29 85 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

531540 Bacteria_16S 3551150 3551090 26 86 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

531540 Bacteria_16S 3582944 3582884 22 82 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 3606087 3606023 22 86 gi|219846502|ref|NR_026094.1| Capnocytophaga 
gingivalis strain ATCC 33624 16S ribosomal RNA, partial sequence 3606022 3607474 Capnocytophaga 
gingivalis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
531540 Bacteria_16S 3655938 3655878 26 86 gi|219846467|ref|NR_026059.1| Rhizobium giardinii 
strain H152 16S ribosomal RNA, partial sequence 3655877 3657353 Rhizobium giardinii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
531540 Bacteria_16S 3809238 3809178 26 86 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

531540 Bacteria_16S 3950348 3950288 26 86 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

531540 Bacteria_16S 7558 7499 26 85 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

531540 Bacteria_16S 252837 252778 26 85 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

531540 Bacteria_16S 345538 345475 24 87 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

531540 Bacteria_16S 347007 346944 24 87 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

531540 Bacteria_16S 422945 422882 26 89 gi|265678772|ref|NR_029077.1| Bacillus algicola 


strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

531540 Bacteria_16S 671354 671295 26 85 gi|265678601|ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

531540 Bacteria_16S 683351 683288 21 84 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 955808 955749 26 85 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

531540 Bacteria_16S 1007875 1007816 28 87 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 
strain T7 16S ribosomal RNA, partial sequence 1007814 1009265 Bacillus edaphicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

531540 Bacteria_16S 1354529 1354470 26 85 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

531540 Bacteria_16S 1484764 1484705 26 85 gi|219857250|ref|NR_024880.1| Mesorhizobium 


tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Mesorhizobium. 
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41 4039947 


ref 
59 


ref 


4030856 40323 


NR_025822.1 
NR_025821.1 
NR_025820.1 
9 
NR_025819.1 
NR_025818.1 


NR_025817.1 


NR_025815.1 
NR_025814.1 


NR_025813.1 


NR_025808.1 
NR_025807.1 
NR_025806.1 
NR_025805.1 
NR_025804.1 
NR_025803.1 
5 
NR_025802.1 


3 
NR_025801.1 


NR_025800.1 
NR_025799.1 
NR_025798.1 
NR_025797.1 
NR_025796.1 
NR_025795.1 
0 
NR_025794.1 
NR_025793.1 
NR_025792.1 
5 
NR_025791.1 
9 
NR_025790.1 
5 
NR_025789.1 
NR_025788.1 


NR_025787.1 


NR_025786.1 


NR_025785.1 


4041510 4042925 


7 


9 


0 


7 


6 


5 


6 


6 


0 


9 


6 


Gillisia mitskevichiae strain KMM 6034 16S ribosomal RNA, partial sequence 
Pibocella ponti strain KMM 6031 16S ribosomal RNA, partial sequence 3990163 
Salegentibacter mishustinae strain KMM 6049 16S ribosomal RNA, partial 
Geobacillus tepidamans strain GS5-97 16S ribosomal RNA, partial sequence 
Erythrobacter gaetbuli strain SW-161 16S ribosomal RNA, partial sequence 
Erythrobacter seohaensis strain SW-135 16S ribosomal RNA, partial sequence 
Porphyrobacter donghaensis strain SW-132 16S ribosomal RNA, partial 
Silanimonas lenta strain 25-4 16S ribosomal RNA, partial sequence 3999120 
Sphingopyxis flavimaris strain SW-151 16S ribosomal RNA, partial sequence 
Photobacterium lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Pontibacillus chungwhensis strain BH030062 16S ribosomal RNA, partial 
Salinimonas chungwhensis strain BH030046 16S ribosomal RNA, partial 
Algoriphagus marincola strain SW-2 16S ribosomal RNA, partial sequence 
Aeromonas molluscorum strain 848 16S ribosomal RNA, partial sequence 
Idiomarina ramblicola strain R22 16S ribosomal RNA, partial sequence 
Janibacter melonis strain CM2104 16S ribosomal RNA, partial sequence 
Winogradskyella eximia strain KMM 3944 16S ribosomal RNA, partial sequence 
Winodgradskyella epiphytica strain KMM 3906 16S ribosomal RNA, partial 
Winogradskyella thalassocola strain KMM 3907 16S ribosomal RNA, partial 
Kangiella aquimarina strain SW-154 16S ribosomal RNA, partial sequence 
Marinobacter daepoensis strain SW-156 16S ribosomal RNA, partial sequence 
Marinobacter flavimaris strain SW-145 16S ribosomal RNA, partial sequence 
Psychrobacter alimentarius strain JG-100 16S ribosomal RNA, partial 
Agromyces salentinus strain 20-5 16S ribosomal RNA, partial sequence 
Clostridium jejuense strain HY-35-12 16S ribosomal RNA, partial sequence 
Desulfatibacillum alkenivorans strain PF2803 16S ribosomal RNA, partial 
Shewanella aquimarina strain SW-120 16S ribosomal RNA, partial sequence 
Shewanella marisflavi strain SW-117 16S ribosomal RNA, partial sequence 
Glycomyces algeriensis strain NRRL B-16327 16S ribosomal RNA, partial 
Glycomyces arizonensis strain NRRL B-16153 16S ribosomal RNA, partial 
Glycomyces lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial 
Erythrobacter aquimaris strain SW-110 16S ribosomal RNA, partial sequence 
Thiomonas intermedia strain ATCC 15466 16S ribosomal RNA, partial sequence 
Mycobacterium cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 
4039998 


Bacillus fordii strain R-7190 16S ribosomal RNA, partial sequence 


Bacillus farraginis strain R-6540 16S ribosomal RNA, partial sequence 


531540 Bacteria_16S 
strain USDA 9030 


1502744 1502685 26 


85 


gi 


16S ribosomal RNA, partial sequence 1502684 15041 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


531540 Bacteria_16S 
ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 
531540 Bacteria_16S 
illinoisensis str 
illinoisensis Bac 
Alkanindiges. 

531540 Bacteria_16S 
lutaoensis strain 
Bacteria; Proteob 
531540 Bacteria_16S 
mediterranea stra 
mediterranea MMB- 
531540 Bacteria_16S 
strain ACCC 19665 
Bacteria; Proteob 
531540 Bacteria_16S 
strain hl 16S rib 


ria; 


531540 Bacteria_16S 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 
531540 Bacteria_16S 
metallireducens s 
metallireducens B 
Geobacter. 

531540 Bacteria_16S 
strain KMM 3809 1 
Proteobacteria; G 
531540 Bacteria_16S 
strain NCTC 279 1 
Firmicutes; Clost 
531540 Bacteria_16S 
proteolyticum str 
Bacteria; Firmicutes; 
531540 Bacteria_16S 
strain 6VI 16S ri 
Firmicutes; Clost 
531540 Bacteria_16S 
strain McClung 20 
Bacteria; Firmicutes; 
531540 Bacteria_16S 
beijerinckii stra 
beijerinckii Bacteria; 
531540 Bacteria_16S 
strain Benl02 16S 


1 Bacteria; 


612 Bacteria; 


acteria; 


ridia; 


ridia; 


1986249 1986194 26 


n Cb fel8 16S ribosomal RNA, 


Proteobacteria; 


Cystobacter. 


2106771 2106708 26 
Proteobacteria; 


2302468 2302405 26 


2585755 2585692 26 


in MMB1 16S ribosomal RNA, 
Proteobacteria; 


2622791 2622732 26 


2630492 2630433 28 


3604547 3604484 23 


3885504 3885429 11 


4169193 4169130 26 


165551 165489 25 


Clostridiales; 
180637 180575 25 


Clostridia; 
182187 182125 25 


Clostridiales; 
208418 208356 25 


Clostridia; 
209971 209909 25 


Firmicutes; 
249882 249821 24 


81 
ic 


ain MVAB Hexl 16S ribosomal RNA, 
teria; 


87 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


gi 
omplete 


T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


Deltaproteobacter 
89 gi 

compl 
Gammaproteobact 
89 gi 

89 gi 
complete se 
Gammaprote 

85 gi 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


gi 


2630432 26317 


ATCC 33612 16S ribosomal RNA, partial 
Bacteroidetes; 


86 gi 
Flavobact 
86 gi 


89 


87 


87 


87 


bosomal RNA, partial sequence 
Clostridiaceae; 


87 


87 


85 


ribosomal RNA, partial sequence 


train GS-15 16S ribosomal RNA, partial 


Proteobacteria; Deltaproteoba 


gi 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alteromonad 


gi 


6S ribosomal RNA, partial sequence 165488 16699 
Clostridiaceae; 


gi 


ain CG 16S ribosomal RNA, partial sequ 
Clostridiales; 


Clostr 
gi 


182124 18361 


gi 


04 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostr 
gi 


in McCoyA 67 16S ribosomal RNA, partia 
Clostridia; 


Clostrid 
gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


531540 Bacteria_16S 
strain Illinois 1 


305706 305648 29 


87 


gi 


6S ribosomal RNA, partial sequence 305640 30713 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 


531540 Bacteria_16S 


328552 328494 29 


87 


gi 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, parti 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clos 
Sedis; Sedimentibacter. 

531540 Bacteria_16S 378325 378267 25 83 gi 


strain HTCC2597 1 


6S ribosomal RNA, partial sequence 378266 37969 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


531540 Bacteria_16S 
populi BJ001 16S 

Bacteria; Proteob 
531540 Bacteria_16S 
acidiphila strain 
Bacteria; Proteob 
531540 Bacteria_16S 


415387 415333 29 


648895 648841 29 


679014 678956 26 


83 


ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


83 


84 


gi 


gi 


B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


gi 


249819 25124 


415329 41680 


219846475 


biaceae; R 
219878204 
sequence 

ia; Myxoco 


’ 


219878115 
ete sequen 
eria; Pseu 


219857528 
ence 23024 
nadales; A 
219857277 
quence 

obacteria; 
219857249 
26227 
les; Phyll 
219857238 


dobacter 
219846503 
sequence 

eria; Flav 


219846305 
sequence 


cteria; De 


219846100 


265678952 


Clostridiu 
265678942 
ence 18057 
idiaceae; 

265678941 


265678923 
20835 
idiaceae; 
265678922 
1 sequence 
iales; Clo 
265678895 


hodobacter 
265678856 


plasmatace 
265678841 
al sequenc 
tridiales; 


265678802 


hodobacter 
265678777 


les; Methy 
265678618 
e 64884 
les; Beije 
265678596 


mM. 


Clostridium. 


Clos 


ref |NR_026067.1 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


hizobium/Agrobac 
ref |NR_025343.1 

1986193 198770 
ccales; Cystobac 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_026095.1 
7 
teriales; Fl 
NR_025895.1 
7 
uromonadales 
ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref |NR_029260.1 


terium group; Rhizobium. 
Cystobacter 

9 Cystobacter 

terineae; 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Mesorhizobium amorphae 
izobium amorphae 


Mesorhizobium. 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Capnocytophaga 

1 Capnocytophaga 

avobacteriaceae; 


Geobacter 
3 Geobacter 
Geobacteraceae; 


, 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Clostridium tetani 


5 Clostridium tetani Bacteria; 


ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029249.1 


Clostridium 
idium proteolyticum 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


ref |NR_029231.1 
5 209857 Clostr 
tridium. 
ref |NR_029230.1 

209908 211410 
stridiaceae; Clo 
ref |NR_029203.1 


Clostridium sporogenes 
idium sporogenes 


Clostridium 
Clostridium 

stridium. 
Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


aceae; Amaricocc 
ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029146.1 
e 328486 329942 
Clostridiales F 


ref |NR_029107.1 


us. 
Neorickettsia risticii 
risticii Bacteria; 

a. 
Sedimentibacter 
Sedimentibacter 

amily XI. Incertae 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


acea 
ref 


e; Oceanicol 
NR_029082.1 


a. 
Methylobacterium 


5 Methylobacterium populi BJ001 


lobacteriaceae; 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028901.1 


grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


678955 680426 


Methylobacterium. 
Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Ochrobactrum 
Ochrobactrum 


531540 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
531540 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
531540 Bacteria_16S 
siderophilus stra 


824270 824216 29 83 gi 


824212 82 


825772 825718 29 83 gi 


825713 82 


904617 904559 25 83 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 


in SR4 16S ribosomal RNA, partial sequence 90455 


265678496 
5662 Bosea 
sea. 

265678495 
7158 Bosea 
sea. 

265678441 


ref 
ves 


NR_028799.1 
trisii Bact 


ref 


NR_028798.1 
ene Hi 


ae Bacteria; 


ref |NR_028743.1 


8 906118 Thermo 


e 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Thermoanaerobacter 
anaerobacter 


siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

531540 Bacteria_16S 1938865 1938811 26 80 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

531540 Bacteria_16S 1972163 1972101 21 83 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 2335811 2335757 29 83 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

531540 Bacteria_16S 2353871 2353809 21 83 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
531540 Bacteria_16S 2605797 2605723 12 86 gi|219857264|ref|NR_024895.1| Desulfovibrio 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 2605722 2607261 Desulfovibrio burkinensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
531540 Bacteria_16S 3683362 3683304 26 84 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

531540 Bacteria_16S 3710488 3710426 24 86 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 3719458 3719396 24 86 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 246756 246699 26 83 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 
strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 248217 Thermotoga hypogea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

531540 Bacteria_16S 320753 320692 25 86 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

531540 Bacteria_16S 355803 355742 23 84 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

531540 Bacteria_16S 372208 372151 29 86 gi| 265678806 |ref|NR_029111.1] Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

531540 Bacteria_16S 462971 462914 29 86 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
531540 Bacteria_16S 592467 592410 29 86 gi|265678657|ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 


531540 Bacteria_16S 
mesophilus strain 
Bactero 
531540 Bacteria_16S 
strain 520-20 16S 


Bacteria; 


Proteobacteria; 


531540 Bacteria_16S 


Proteobacteria; 


531540 Bacteria_16S 
postgatei strain 
Proteob 
531540 Bacteria_16S 
strain LSv21 16S 


Bacteria; 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
767496 767439 29 86 gi|265678534|ref|NR_028838.1 
strain J1 16S ribosomal RNA, partial sequence 767437 76891 
Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 
778338 778273 21 86 gi| 265678526 |ref|NR_028830.1 
2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulf 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
921746 921681 21 86 gi|265678430|ref|NR_028732.1 


Proteobacteria; 


531540 Bacteria_16S 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 


601402 601345 29 86 gi 
idetes; Flavobacteria; 
639587 639530 26 83 


ribosomal RNA, complete sequence 


gi 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
923316 923251 21 86 gi 


2SM29 16S ribosomal RNA, partial sequence 60134 
Flavobacteriale 


639529 64105 


921679 92319 


265678651 


S; 
265678624 


Flavobacter 


8 Desulfofrigus 
Desulfobacter 


ref|NR_028956.1 
4 602854 Gelidi 
iaceae; Geli 


ref |NR_028929.1 


aceae; Desul 


265678429 


Gelidibacter 

bacter mesophilus 
dibacter. 

Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 


ref |NR_028731.1 


Desulfofrigus 


923249 924771 Desulfofrigus oceanense 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 


531540 Bacteria_16S 
psychrophila stra 
psychrophila Bacteria; 
Desulfotalea. 
531540 Bacteria_16S 
strain CIP 104663 
Proteobacteria; 
531540 Bacteria_16S 
cheerisanensis st 


16S ribosomal RNA, 
Gammaproteobacteria; 


926420 926363 29 
Proteobacteria; 


960385 960328 26 


968047 967982 29 


86 


83 


94 


gi 


in LSv54 16S ribosomal RNA, partial se 
Deltaproteobacte 


gi 


complete sequence 
Pseudomonadales; 


P 
gi 


rain YC75 16S ribosomal RNA, partial s 


cheerisanensis Bacteria; Actinobacteria; Actinobacterid 


Streptomycetaceae; 
531540 Bacteria_16S 
strain NCTC 13004 
Bacteria; Proteob 
531540 Bacteria_16S 
strain CDC 2970-5 
Bacteria; Proteob 
531540 Bacteria_16S 
strain 167 16S ri 
Proteobacteria; 
531540 Bacteria_16S 
strain I-75 16S r 
Proteobacteria; 
531540 Bacteria_16S 
strain DO 14784 1 
Proteobacteria; 
531540 Bacteria_16S 
acidiphilus strai 
acidiphilus Bacte 
531540 Bacteria_16S 
strain JCM 21370 


Kitasatospora. 


971159 971102 29 


986395 986338 29 


987975 987918 29 


989555 989498 29 


991126 991069 29 


1062761 1062700 25 


1070244 1070187 29 


86 


86 


86 


bosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


86 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


86 


86 


86 


gi 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 


gi 


9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


gi. 


265678427 
quence 
ria; Desul 


265678404 
96032 


265678398 
equence 
ae; Actino 


265678396 
97110 
obacterale 

265678386 
98633 
cteriales; 

265678385 


987916 98944 


gi 


Enterobac 
265678384 


989496 99101 


gi 


gi 


n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


531540 Bacteria_16S 
strain NAFO0O1 16S 
Firmicutes; Bacil 
531540 Bacteria_16S 
psychrophila stra 
Bacteria; Proteob 
531540 Bacteria_16S 
witflariensis str 
witflariensis Bac 
Sphingopyxis. 

531540 Bacteria_16S 
subsp. urealyticu 


lales; 


1080535 1080470 24 
Bacillaceae; 


1088166 1088109 29 


1141135 1141078 29 


1319362 1319301 25 


89 


ribosomal RNA, partial sequence 
Bacillus. 


86 


86 


86 


gi 


gi 


in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


gi 


ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


s strain MAW 8436 16S ribosomal RNA, p 


capitis subsp. urealyticus Bacteria; Firmicutes; Bacill 


531540 Bacteria_16S 
RW1 16S ribosomal RNA, 


Proteobacteria; Alphaproteobacteria; 


531540 Bacteria_16S 


1399638 1399581 29 
partial sequence 


1634592 1634531 26 


86 


gi 


Enterobac 
265678383 


6S ribosomal RNA, partial sequence 991068 99256 
Gammaproteobacteria; Enterobacteriales; 


Enterobac 
265678335 
uence 
acillaceae 
265678330 


16S ribosomal RNA, partial sequence 1070184 10716 


Rhodospiri 
265678322 


1080469 10819 


265678317 
ence 10881 
nadales; P 
253680762 
quence 
eria; Sphi 
228715347 


ales; Stap 
228715353 


1399580 1401060 Sphin 


87 


Sphingomonadales; 


gi 


maitriensis strain S1 16S ribosomal RNA, partial sequen 


Bacteria; Firmicutes; 
531540 Bacteria_16S 

anilini strain An 
Bacteria; Proteob 
531540 Bacteria_16S 
strain 63287 16S 


Bacillales; 


1978384 1978327 21 


2299501 2299448 29 


Planococcaceae; 


78 


82 


ribosomal RNA, partial sequence 


Plano 
gi 


il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


531540 Bacteria_16S 
strain LBB1 16S r 


531540 Bacteria_16S 
chloromethanicum 


2340323 2340266 29 


2399485 2399428 29 


86 


ibosomal RNA, partial sequence 


86 


gi 


Sphingomon 
219878453 
ce 16345 
coccus. 

219878209 
19783 
acterales; 
219857530 


2299447 23008 


rhizobiace 
219857501 


2340265 23417 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


gi 


strain CM2 16S ribosomal RNA, partial 


chloromethanicum Bacteria; Proteobacteria; Alphaproteob 
Hyphomicrobium. 

531540 Bacteria_16S 2463288 2463227 25 86 gi 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostrid 
531540 Bacteria_16S 2520723 2520666 26 83 gi 
thivervalensis strain SBK26 16S ribosomal RNA, partial 

thivervalensis Bacteria; Proteobacteria; Gammaproteobac 
Pseudomonas. 

531540 Bacteria_16S 2522203 2522146 26 83 gi 


hodobacter 
219857460 

sequence 

acteria; 


219857407 
sequence 
iales; Clo 
219857363 

sequence 
teria; Pse 


219857362 


brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 


ref 
foba 


ref 


ref 
myce 
ref 


Se € 
ref 


Ent 
ref 


teri 
ref 


teri 
ref 


teri 


ref 
llac 
ref 
ref 
seud 
ref 
as 


ngom 


ref 


artial sequenc 


hylo 
ref 

gomo 

adac 
ref 


ref 


Des 
ref 


ae; 
ref 


acea 
ref 


ref 


stri 
ref 


udom 


3 961843 Pseudo 
seudomonadacea 


967981 96947 
0 972566 Campy 


6 987865 Citrob 


1062699 10642 


07 1089634 Pseudo 


141076 11425 


30 1635961 Planoc 


26 1979852 Desul 


2399427 24008 
Rhizo 


2463226 24647 


2520665 25220 


NR_028729.1 


926361 927852 


cterales; De 


NR_028706.1 


e; Pseudomon 
NR_028700.1 
7 
tales; Strep 
NR_028698.1 
1 
ampylobacter 
NR_028688.1 


erobacteriac 
NR_028687.1 


aceae; Citro 
NR_028686.1 


aceae; Citro 
NR_028685.1 


aceae; Citro 
NR_028637.1 
3 
icyclobacill 
NR_028632.1 


eae; Tistrel 
NR_028624.1 


NR_028619.1 


omonadaceae 
NR_028010.1 
5 


Sp 


onadales; 
NR_027519.1 
e 131930 
coccus. 
NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_025592.1 


NR_025348.1 
£ 
ulfobacterac 
NR_025118.1 


Bosea. 
NR_025089.1 


e; Rhodobac 
NR_025048.1 
7 
biales; Hyph 
NR_024995.1 
1 
diaceae; Clo 
NR_024951.1 
9 
s 


onadales; P 


ref 


NR_024950.1 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Kitasatospora 
Kitasatospora 
tomycineae; 


Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 
Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Alicyclobacillus 
1 Alicyclobacillus 
us. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Sphingopyxis 

7 Sphingopyxis 

hingomonadaceae; 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 

Planococcus 
occus maitriensis 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 

Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
a. 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Clostridium 
2 Clostridium 
stridium. 
Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 


2522145 2523617 Pseudomonas 


brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


531540 Bacteria_ 


strain VP-6 16S 
Proteobacteria; 


531540 Bacteria_ 


strain VP-5 16S 
Proteobacteria; 


531540 Bacteria_ 


strain MHS-3 16S 
Proteobacteria; 


531540 Bacteria_ 


strain CVL 16S r 
Proteobacteria; 


531540 Bacteria_ 


multivorans stra 
Bacteria; Proteo 


531540 Bacteria_ 


strain IAM 14851 
Actinobacteria; 


531540 Bacteria_ 


vitulinus strain 
vitulinus Bacter 


531540 Bacteria_ 


pasteuri strain 
pasteuri Bacteri 


531540 Bacteria_ 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 


Firmicutes; Baci 


531540 Bacteria_ 


strain NCIMB 149 
Firmicutes; Baci 


531540 Bacteria_ 


halophilum strai 
halophilum Bacte 


531540 Bacteria_ 


strain C8ST5 16S 
Bacteroidetes; F 


531540 Bacteria_ 


strain gal 1261 
Proteobacteria; 


531540 Bacteria_ 


strain SL-4 16S 
Firmicutes; Baci 


531540 Bacteria_ 


strain Fowl 16S 
Proteobacteria; 


531540 Bacteria_ 


strain 50 16S ri 
Proteobacteria; 


531540 Bacteria_ 


strain PB 1 16S 
Proteobacteria; 


531540 Bacteria_ 


398 16S ribosoma 
Gammaproteobacte 


531540 Bacteria_ 


strain OY 0-002 
Proteobacteria; 


531540 Bacteria_ 


leiognathi strai 
Bacteria; Proteo 


531540 Bacteria_ 


strain ATCC 1546 
Proteobacteria; 


531540 Bacteria_ 


strain 1H 9 16S 
Proteobacteria; 


531540 Bacteria_ 


strain 2502 16S 


16S 2537251 2537194 29 86 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; H 
16S 2538655 2538598 29 86 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; H 
16S 2541390 2541333 29 86 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; H 
16S 2613535 2613470 21 86 gi 
ibosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales 
16S 2660816 2660759 29 86 gi 
in DM13 16S ribosomal RNA, partial sequ 
bacteria; Alphaproteobacteria; Rhizobia 
16S 2901119 2901062 29 86 gi 


gi 


Actinobacteridae; Actinomycetales; Micr 
16S 2907256 2907195 25 86 gi 
ATCC 51145 16S ribosomal RNA, partial 

ia; Firmicutes; Bacillales; Staphylococ 
16S 2908803 2908742 25 86 gi 
ATCC51129 16S ribosomal RNA, partial se 
a; Firmicutes; Bacillales; Staphylococc 
16S 3609033 3608972 26 87 gi 


llales; Planococcaceae; Planococcus. 
16S 3610513 3610452 26 87 gi 
3 16S ribosomal RNA, partial sequence 
llales; Planococcaceae; Planococcus. 
16S 3652885 3652828 29 86 gi 
n SEBR 3139 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridia 
16S 3701445 3701388 29 86 gi 
ribosomal RNA, partial sequence 
lavobacteria; Flavobacteriales; 
16S 3979802 3979745 26 83 


Flavoba 
gi 


16S ribosomal RNA, partial sequence 3979744 39812 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
16S 99894 99834 26 86 gi| 265678996 
ribosomal RNA, complete sequence 99832 10139 
llales; Bacillaceae; Halobacillus. 

16S 168619 168559 26 86 gi| 265678950 
ribosomal RNA, partial sequence 168553 16998 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V. 


16S 170102 170042 26 

bosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
16S 171622 171562 26 86 gi 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
16S 173120 173060 26 86 gi 
1 RNA, partial sequence 
ria; Vibrionales; Vibrionaceae; Aliivib 
16S 174636 174576 26 86 gi 
1 
G 
16S 


86 gi 


r 


ammaproteobacteria; Vibrionales; Vibri 
176114 176054 26 86 gi 
n Ll 16S ribosomal RNA, partial sequenc 
bacteria; Gammaproteobacteria; Vibriona 
16S 177630 177570 26 86 gi 
8 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Aeromonadales; Aer 
16S 214603 214543 26 86 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


2537193 25385 


2538597 25399 


2541332 25426 


2613469 26150 


16S ribosomal RNA, partial sequence 2901061 29025 


3701387 37028 


170036 17150 


171556 17300 


173054 174520 Vibri 


6S ribosomal RNA, partial sequence 174571 17599 


214535 21600 


219857352 


yphomonada 
219857351 


yphomonada 
219857349 


yphomonada 
219857256 
; Desulfov 
219857216 
ence 26607 
les; Hypho 
219856855 


ococcineae 
219856851 
sequence 
cus. 
219856850 
quence 
us. 
219846499 


219846498 
36104 


219846469 
sequence 

les; Pepto 
219846435 


cteriaceae 
219846238 


265678949 


onaceae; V 
265678948 


onaceae; V 
265678947 


rio. 
265678946 


onaceae; V 
265678945 
e 17604 
les; Vibri 
265678944 

17756 
omonadacea 
265678919 


Halomonad 
265678912 


16S 225191 225131 29 89 gi 
ribosomal RNA, partial sequence 


ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas. 

ref|NR_024939.1| Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
ceae; Hyphomonas 
ref|NR_024937.1|] Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
ceae; Hyphomonas. 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024844.1 
58 2662094 Methyl 
microbiaceae; Methylorhabdus. 
ref|NR_024674.1| Leucobacter albus 
46 Leucobacter albus Bacteria; 
; Microbacteriaceae; Leucobacter. 
ref|NR_024670.1| Staphylococcus 
2907194 2908690 Staphylococcus 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Methylorhabdus 
orhabdus multivorans 


ref|NR_024669.1 


Be Staphylococcus 
2908741 291023 


4 Staphylococcus 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


ref|NR_026090.1| Planococcus citreus 

51 3611882 Planococcus citreus Bacteria; 

ref|NR_026061.1| Desulfotomaculum 
3652827 3654352 Desulfotomaculum 

coccaceae; Desulfotomaculum. 

ref|NR_026026.1| Gelidibacter algens 

64 Gelidibacter algens Bacteria; 

; Gelidibacter. 

ref|NR_025828.1| Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_029304.1| Halobacillus litoralis 
0 Halobacillus litoralis Bacteria; 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 

ibrio. 
NR_029257.1 


ref Vibrio mediterranei 

5 Vibrio mediterranei Bacteria; 

ibrio. 

ref|NR_029256.1| Vibrio gazogenes 

3 Vibrio gazogenes Bacteria; 

ibrio. 

ref|NR_029255.1| Vibrio fischeri strain 


o fischeri Bacteria; Proteobacteria; 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 


ibrio. 

ref |NR_029253.1| Photobacterium 

8 177513 Photobacterium leiognathi 
onaceae; Photobacterium. 
ref|NR_029252.1|] Aeromonas punctata 

4 179023 Aeromonas punctata Bacteria; 
e; Aeromonas. 

ref|NR_029227.1| Halomonas elongata 

2 Halomonas elongata Bacteria; 

aceae; Halomonas. 

ref|NR_029220.1| Mycobacterium chitae 


225125 226581 Mycobacterium chitae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


531540 Bacteria_16S 


strain 47001 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
531540 Bacteria_16S 243759 243695 22 86 gi| 265678899 |ref 
strain LC 1 16S ribosomal RNA, partial sequence 243690 24511 


Firmicutes; Clost 


531540 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


531540 Bacteria_16S 


strain F 628 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
531540 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


531540 Bacteria_16S 


strain YIM 31530 


holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 


531540 Bacteria_16S 


H 16S ribosomal 
Clostridia; Clost 


531540 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


531540 Bacteria_16S 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


531540 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


531540 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


531540 Bacteria_16S 


succinus subsp. s 


strain IFM 10035 
Actinobacteria; A 


531540 Bacteria_16S 


strain YZ-96 16S 
Actinobacteria; A 


531540 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


531540 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


531540 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


ochracea DSM 7271 
7271 Bacteria; Ba 


531540 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
531540 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


Staphylococcus succinus subsp. 
531540 Bacteria_16S 


teria; Proteobacteria; Alphaproteobact 
531540 Bacteria_16S 


228204 228144 29 89 
ribosomal RNA, partial sequence 


gi 


ridia; Clostridiales; Veillonellaceae; 
275354 275298 29 85 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
296652 296592 29 89 gi 
ribosomal RNA, partial sequence 


Ss; 


432258 432198 26 86 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
461437 461377 26 86 gi 


616862 616802 29 89 gi 
1406 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


642681 642625 29 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
651734 651678 25 81 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
810529 810469 29 89 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

898501 898433 26 94 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
966592 966532 26 86 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1018451 1018387 25 89 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


85 gi 


one 


e; 


ne 


A, 
succinus Bacteria; 
1038380 1038320 26 86 gi 


ctinobacteridae; Actinomycetales; Cory 
1044543 1044483 26 86 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1059686 1059626 26 86 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1086593 1086533 26 86 gi 
1 RNA, complete sequence 
laceae; Bacillus. 
1154637 1154577 26 


ne 


ne 


ue 
i; 


86 gi 


Bacillales; Bacillaceae; Oceanobaci 
1172957 1172901 28 84 gi 
16S ribosomal RNA, partial sequence 

cteroidetes; Flavobacteria; Flavobacte 
1655884 1655824 26 86 gi 
ain Iso 196 16S ribosomal RNA, partial 


ri 


s 
er 
1865996 1865936 26 86 gi 
4 16S ribosomal RNA, partial sequence 


1879655 1879599 29 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 


85 gi 
ue 
le 


531540 Bacteria_16S 


1881239 1881183 29 85 gi 


265678910 
228138 22959 


Megasphae 
265678876 
275297 27676 


265678862 
296587 29794 
nebacterin 
265678766 
ence 43219 
nibacillus 
265678743 
16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
531540 Bacteria_16S 


ionibacter 
265678640 

nce 

ales; 


265678622 
642624 644123 Sporo 


265678615 
651676 65311 


265678505 
rtial sequ 


265678445 


nibacillus 
265678400 
966531 96793 
Halomonad 
265678365 


265678352 
16S ribosomal RNA, partial sequence 1038318 10398 


265678348 
1044481 10459 


265678337 
265678318 
1086532 1088056 Bacil 
253680753 
16S ribosomal RNA, partial sequence 1154576 11561 


tes; 
531540 Bacteria_16S 


228719222 
219878437 
219878290 
omonospori 


219878279 


219878278 


ref 


ra. 
ref 


acte 
ref 


Helicob 


eae; 
ref 


ref 


inea 
ref 
61679 
Coryneba 
ref 
musa 


ref 
ostridium. 
ref 


ence 
Actinomycet 


ref 


e 89842 


ref 


acea 
ref 
complete se 
Firmicutes; 
ref 
bacterineae; 
ref 
bacterineae; 
ref 
nce 

Thermales; 
ref 
lus 


ref 


llus. 
ref 
11729 
ales; Flavob 
ref 
equence 
ia; Rhizobia 
ref 
18659 
neae 
ref 
nce 
S; 


Veillonel 


ref 


5 Mycobacterium 


1 Helicobacter 


9 Mycobacterium 


6 433742 Paeni 


5 618320 Mycob 


7 899962 Paeni 


1059624 10611 


00 1174354 Capno 


1655822 16572 


35 1867442 Asano 


1879598 18811 


NR_029218.1 


Mycobacteri 
NR_029207.1 


NR_029182.1 


raceae; Heli 
NR_029168.1 


Mycobacteri 
NR_029071.1 
b 


NR_029048.1 


e; Nocardioi 
NR_028945.1 
a 
cterineae; 


NR_028927.1 
ovata Bacte 


NR_028920.1 


NR_028808.1 

810468 
ales; Coryne 
NR_028747.1 
b 


NR_028702.1 


e; Halomonas 
NR_028667.1 
quence 
Bacillales; 
NR_028654.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028639.1 
1 
Thermaceae; 
NR_028620.1 
akibai Bacte 


NR_028001.1 


NR_027581.1 

ic 
acteriaceae; 
NR_025576.1 
7 
les; Brucell 
NR_025429.1 

a 
; Micromonos 
NR_025418.1 
3 
laceae; Prop 


M 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Paenibacillus 
acillus favisporus 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Sporomusa ovata strain 
ria; Firmicutes; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Paenibacillus 
acillus koreensis 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Marinithermus 

6 Marinithermus 
Marinithermus. 

Bacillus akibai strain 
ria; Firmicutes; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Propionispora 

1 Propionispora 
ionispora. 


NR_025417.1 


Sporomusa sphaeroides 


strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Veillonellaceae; S 


poromusa. 


531540 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; 


strain DSM 3132 1 
Firmicutes; 


strain LMG 317541 


Proteobacteria; 


Firmicutes; Bacil 


531540 Bacteria_16S 
xylanilyticus str 


xylanilyticus Bac 


531540 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


531540 Bacteria_16S 


strain MUP 1182 1 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


531540 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


531540 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


531540 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


531540 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


531540 Bacteria_16S 
salina strain YIM 


Bacteria; Actinob 
Streptomonospora. 


531540 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


531540 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


531540 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


531540 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


531540 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


531540 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


531540 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


531540 Bacteria_16S 


strain Milford 74 


Clost 
531540 Bacteria_16S 


Clost 
531540 Bacteria_16S 


G 
531540 Bacteria_16S 
strain KK19 16S r 


1882813 1882757 29 85 gi 


ridia; Clostridiales; Veillonellaceae; 
1884396 1884340 29 85 gi 


ridia; Clostridiales; Veillonellaceae; 
2025820 2025760 26 86 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2047229 2047169 26 86 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
2070186 2070126 26 86 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2097693 2097633 26 86 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


2147643 2147583 29 
6S ribosomal RNA, 


89 gi 


2159705 2159649 30 86 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


2255383 2255321 21 83 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


2263111 2263051 26 86 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2292077 2292021 29 85 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2332836 2332776 26 86 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2408638 2408578 26 86 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
2722222 2722162 26 86 gi 
tes; Bacillales; Alicyclobacillaceae; 

2756607 2756547 26 86 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


2785280 2785220 26 86 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2786847 2786787 26 86 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

2919572 2919512 26 86 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2936096 2936040 30 86 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3051481 3051419 24 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 


86 gi 


2047168 20 


ne 


Al 


di 


ce 
Al 


eq 


219878277 


6S ribosomal RNA, partial sequence 1882756 18842 


s 
219878276 


6S ribosomal RNA, partial sequence 1884339 18858 


s 
219878178 
20257 
omonada 
219878160 
487 
219878143 
uence 
cillaceae; 
219878123 
uence 
ria; 


219857636 


complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
531540 Bacteria_16S 


ne 
219857628 
quence 

ria; 


219857562 
equence 
eria; 


219857557 
ence 22630 
irillales; 
219857536 
22920 
S; 
219857507 
al sequenc 
e; 


219857454 
e 24085 
ales; Stre 
219857173 
27221 
icycloba 
219857148 
al sequenc 
ales; Cl 


219857126 
ial sequen 
clobaci 
219857125 
27867 
icycloba 
219856843 
1 sequence 
cteria; Ps 


219856832 
uence 
a; Rhodosp 


219846887 


complete sequence 3051418 30529 


; Pelobact 
219846537 


3557364 3557304 26 86 gi 
16S ribosomal RNA, partial sequence 


35572 


poromusa. 


poromusa. 


cea 


Rhizo 


bacterin 


Rhodo 


Desu 


Helicob 


Actinomycet 


lla 


ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 


ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 


ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref|NR_025299.1 
07 Paenibacillus 


Aeromonas popoffii 
nas popoffii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Thermobacillus 
8 Thermobacillus 


ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref |NR_025262.1 
2097632 209908 
biales; Phylloba 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Swaminathania 
2 Swaminathania 
tobacteraceae; 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025095.1 
e@ 2332775 233429 
ales; Strept 


Alcanivorax 
vorax venustensis 
e; Alcanivorax. 
Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


ref|NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Alicyclobacillus 
lobacillus pomorum 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref |NR_024662.1 
2919511 292100 
eudomonadales; P 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


ref|NR_026479.1| Malonomonas rubra 
42 Malonomonas rubra Bacteria; 
eraceae; Malonomonas. 
ref|NR_026129.1| Vibrio tubiashii 
98 3558733 Vibrio tubiashii Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


531540 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


531540 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


531540 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


531540 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


531540 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


531540 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


531540 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


531540 Bacteria_16S 


strain RT4. 
Firmicutes; 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


brockii subsp. 


Thermoanaerobacte 


Bl 16S ribosomal RNA, complete sequence 3879197 38807 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

531540 Bacteria_16S 3880823 3880767 26 82 gi|219846308|ref|NR_025898.1 
ain JT-3 16S ribosomal RNA, partial sequence 3880766 388228 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoana 
r. 

531540 Bacteria_16S 3882395 3882339 26 82 gi| 219846307 |ref|NR_025897.1 

finnii strain AKo-1 16S ribosomal RNA, partial sequence 388233 

Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacteraceae; Thermoanaerobacter. 

4008115 4008055 26 86 gi|219846217|ref|NR_025807.1 


531540 Bacteria_16S 


strain 848 16S ri 
Proteobacteria; G 


531540 Bacteria_16S 


strain HD9 16S ri 
Actinobacteria; A 


531540 Bacteria_16S 


strain DSA1 16S r 
Actinobacteria; A 


531540 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


531540 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


531540 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


531540 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


531540 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


531540 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


531540 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


531540 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


ia; Vibrionales; Vibrionaceae; Vibrio. 


bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
4109355 4109295 26 86 gi 
bosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; 


om 


Propio 


3561880 3561820 26 86 gi|219846534|ref|NR_026126.1 
strain 164 16S ribosomal RNA, partial sequence 3561815 356324 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibr 

3563365 3563305 26 86 gi|219846533|ref|NR_026125.1 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteri 


3657465 3657405 26 86 gi|219846466|ref|NR_026058.1 
in ACAM 456 16S ribosomal RNA, partial sequence 3657404 365891 
eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; She 
3659022 3658962 26 86 gi| 219846465 |ref|NR_026057.1 
ain ICP1 16S ribosomal RNA, partial sequence 3658961 366046 
teria; Proteobacteria; Gammaproteobacteria; Alteromonadales; She 
3801683 3801627 29 85 gi|219846361|ref|NR_025952.1 
ibosomal RNA, partial sequence 3801626 3803095 Helicobacter 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3818542 3818486 29 85 gi|219846350|ref|NR_025941.1 
bosomal RNA, partial sequence 3818485 3819957 Helicobacter 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3826186 3826130 29 85 gi| 219846345 |ref|NR_025935.1 
bosomal RNA, partial sequence 3826129 3827602 Helicobacter 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3879254 3879198 26 82 gi|219846309|ref|NR_025899.1 


4008054 40095 


onadacea 


219846145 
4109294 41108 


nibacter 


4110922 4110862 26 86 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Prop 
827274 827215 29 88 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
828848 828789 29 88 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
880189 880130 26 85 gi 
37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 
io 


e 
s 


s 


al 


912392 912333 26 85 gi 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

995767 995704 23 86 
ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1079075 1079020 30 85 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
1092796 1092741 30 85 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


ar 
da 


gi 


ca 


Ac 


qu 
er 


1095685 1095630 30 85 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1 
ia 


531540 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


1395169 1395110 24 83 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


gi 


219846144 
4110861 41123 


nibacter 


265678494 


82720 
elenomon 


265678493 


82878 
elenomon 


265678458 


88012 


es; Pseu 


265678436 


tial seq 
e; Actin 


265678380 
995703 99724 


tella. 


265678323 
1079018 10804 


etobacte 


265678314 


ence 


ia; Rhod 


265678312 


sequence 
Rhodos 


, 


228715882 
1395106 1396548 Marinitoga piezophila KA3 Bacteria; 


Aeromonas. 
NR_025735.1 


e; 
ref 


inea 
ref 


e; Nocardioi 
NR_025734.1 


ineae; Nocardioi 
ref|NR_028797.1 
9 828732 Seleno 
as. 
ref |NR_028796.1 
3 830273 Seleno 
as. 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; A 


ref 
uenc 
omyc 


NR_028738.1 
e 912332 
etales; Pseu 


ref|NR_028682.1 


ref |NR_028625.1 
raceae; Acetobac 
ref |NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref|NR_028614.1 
1095628 109707 
pirillales; Acet 


wanellaceae; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Shewanella 
0 Shewanella 
Shewanella. 
Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 
Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 
8 3883860 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 


donocardineae; 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


Acetobacter 
0 Acetobacter 
obacteraceae; 


ref|NR_027541.1 


Marinitoga piezophila 


531540 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
531540 Bacteria_16S 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; 
531540 Bacteria_16S 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 


1535924 1535865 26 85 gi 
NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 
Saccharothrix. 
1537486 1537427 26 


85 gi 


Saccharothrix. 
1539046 1538987 26 


85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


531540 Bacteria_16S 
smithia strain AS20/1/1 16S ribosomal RNA, partial 
smithia Bacteria; 


subsp. 
subsp. 


531540 Bacteria_16S 


1570537 1570478 26 85 gi 
Proteobacteria; 
1862831 1862772 26 


Gammaproteobacte 
85 gi 


israelensis strain Bal 16S ribosomal RNA, partial sequenc 


Bacteria; 


531540 Bacteria_16S 
canadensis strain 


Proteobacteria; Gammaproteobacteria; Oceanospir 


1864413 1864354 26 85 gi 
ATCC 43984 16S ribosomal RNA, partial s 


canadensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Chromohalobacter. 
531540 Bacteria_16S 
pentaromativorans 
pentaromativorans 
Novosphingobium. 

531540 Bacteria_16S 
puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 
531540 Bacteria_16S 
luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 
531540 Bacteria_16S 
subterraneus stra 
Firmicu 
531540 Bacteria_16S 
strain K97-0003 1 


Bacteria; 


Bacteria; 


Bacteria; 


Bacteria; 


strain 


531540 Bacteria_16S 


G 


2112876 2112813 23 86 gi 
strain US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteoba 


2246104 2246045 29 88 gi 
ain S77 16S ribosomal RNA, partial seque 
teria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

2247680 2247621 29 88 gi 
ain S63 16S ribosomal RNA, partial seque 
teria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

2311640 2311581 26 


85 gi 


2842617 2842558 29 88 gi 
SK-3255 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Actinobacteridae; Act 
; Kitasatospora. 

3160046 3159983 1 64 gi 
NZ27 16S ribosomal RNA, partial sequence 


3558844 3558785 26 85 gi 
16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibrion 


3560359 3560300 26 85 
bosomal RNA, partial sequence 


gi 


3564845 3564786 26 85 gi 
16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibrion 


3566361 3566302 26 
osomal RNA, partial sequence 


85 gi 


3567867 3567808 26 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibrionale 
3587563 3587508 30 85 gi 
n A63 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfurel 
3611993 3611934 26 85 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aerom 


219857378 


219857377 


Actinomyc 


219857376 


219878156 


219878292 


219878291 


219857659 


219857568 


219857567 


219857521 


in 34 16S ribosomal RNA, partial sequence 23115 
tes; Bacillales; Bacillaceae; Geobacillus. 
2723799 2723740 26 85 gi| 219857172 


6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
531540 Bacteria_16S 
cineracea strain 
cineracea Bacteri 
Streptomycetaceae 
531540 Bacteria_16S 
thiophila strain 
Proteobacteria; 
531540 Bacteria_16S 
strain ATCC 15338 
Proteobacteria; 
531540 Bacteria_16S 
strain 717 16S ri 
Proteobacteria; 
531540 Bacteria_16S 
strain ATCC 14048 
Proteobacteria; 
531540 Bacteria_16S 
strain NS 16S rib 
Proteobacteria; 
531540 Bacteria_16S 
strain ATCC 35912 
Proteob 
531540 Bacteria_16S 
acetivorans strai 
Proteob 
531540 Bacteria_16S 
CIP 7430 
Proteobacteria; 


omonospori 
219856895 


219846815 


Deltaproteobacteria; Desulfuromonadales 
219846536 


219846535 
3560299 35617 
Gammaproteobacteria; Vibrionales; Vibrion 
219846532 


219846531 
3566301 35677 
Gammaproteobacteria; Vibrionales; Vibrion 
219846530 


219846517 


219846497 


sequenc 
tinomyce 


sequence 


15389 
nocardin 


sequenc 
ria; Aer 


e 18627 
illales; 


equence 


Oceanos 


sequenc 
cteria; 


nce 


nce 


ence 
inomycet 


31599 


35587 
aceae; V 


aceae; V 


35647 
aceae; V 


aceae; V 


35678 
s; Vibri 
e 35875 
lales; D 


36119 
onadacea 


3654459 3654404 26 81 gi 


219846468 


e 


e 


tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Amaricoccus. 


ref 
tales; 
ref 
etales; 
ref 


eae; 
ref 


omonadales; 
NR_025431.1 
71 1864302 Chromo 
omonadaceae; 
NR_025430.1 


ref 


Hal 
ref 


pirillales; 


ref 


ref 


ref 


1537426 15389 


1570477 15719 


1864353 18658 
Hal 


2112812 21142 


Sphingomonadale 


2246040 22475 


Actinomycetales; Strep 


2247616 22491 


NR_024966.1 
e 1535864 153737 
Pseudonoc 
NR_024965.1 
Pseudono 
NR_024964.1 
86 1540484 Crossi 
Pseudonocar 


NR_025295.1 


Aero 


NR_025248.1 


NR_025156.1 


NR_025155.1 


3 


8 


8 
° 


9 
s 


6 
t 


4 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 

Chromohalobacter 
halobacter israelensis 

Chromohalobacter. 

Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 


Actinomycetales; Streptomycineae; 

ref|NR_025109.1| Geobacillus 
80 2313074 Geobacillus subterraneus 
ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 
neae; Micromonosporaceae; Longispora. 
ref|NR_024714.1| Kitasatospora 

2842551 2844065 Kitasatospora 
ales; Streptomycineae; 
ref|NR_026407.1] Desulfuromonas 
80 3161460 Desulfuromonas thiophila 
; Desulfuromonadaceae; Desulfuromonas. 
ref|NR_026128.1| Vibrio proteolyticus 
84 3560248 Vibrio proteolyticus Bacteria; 
ibrio. 
ref|NR_026127.1| Vibrio orientalis 
64 Vibrio orientalis Bacteria; 
ibrio. 
ref|NR_026124.1| Vibrio natriegens 
85 3566250 Vibrio natriegens Bacteria; 
ibrio. 
ref|NR_026123.1| Vibrio diazotrophicus 
56 Vibrio diazotrophicus Bacteria; 
ibrio. 
ref|NR_026122.1| Vibrio cincinnatiensis 
07 3569262 Vibrio cincinnatiensis 
onaceae; Vibrio. 
ref|NR_026109.1] Desulfurella 
07 3589069 Desulfurella acetivorans 
esulfurellaceae; Desulfurella. 
ref|NR_026089.1| Aeromonas bestiarum 
33 3613434 Aeromonas bestiarum Bacteria; 
e; Aeromonas. 
ref|NR_026060.1|] Amaricoccus 


3654403 3655826 Amaricoccus 


531540 Bacteria_16S 3677351 3677296 31 86 gi| 219846452 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 

thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferr 
531540 Bacteria_16S 3812387 3812328 26 85 gi| 219846354 


ref|NR_026043.1| Deferribacter 
3677295 3678845 Deferribacter 

ibacteraceae; Deferribacter. 

ref|NR_025945.1] Aeromonas 


allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 


allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; 
Aeromonas. 
531540 Bacteria_16S 3863917 3863855 28 90 gi| 219846319 
strain ATCC 29800 16S ribosomal RNA, partial sequence 38638 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistip 
531540 Bacteria_16S 3918854 3918795 29 88 gi|219846281 
strain ATCC 19812 16S ribosomal RNA, complete sequence 39187 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
531540 Bacteria_16S 3920434 3920375 29 88 gi| 219846280 
strain ATCC 25495 16S ribosomal RNA, complete sequence 39203 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomyces. 
531540 Bacteria_16S 3922015 3921956 29 88 gi| 219846279 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequenc 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 
531540 Bacteria_16S 3923596 3923537 29 88 gi|219846278 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete seque 


Aeromonadales; Aeromonadaceae; 


ref|NR_025909.1| Alistipes putredinis 
52 3865319 Alistipes putredinis Bacteria; 
es. 
ref|NR_025871.1| Streptomyces tendae 

87 3920316 Streptomyces tendae Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025870.1| Streptomyces sampsonii 
67 3921897 Streptomyces sampsonii 
ptomycineae; Streptomycetaceae; 


ref|NR_025869.1| Streptomyces 
e 3921948 3923478 Streptomyces 
etales; Streptomycineae; 


ref|NR_025868.1| Streptomyces 
nce 3923529 3925059 Streptomyces 


neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
531540 Bacteria_16S 3925177 3925118 29 88 gi| 219846277 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete 


ref|NR_025867.1| Streptomyces 
sequence 3925110 3926640 Streptomyces 


diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
531540 Bacteria_16S 3926758 3926699 29 88 gi| 219846276 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 

acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomy: 
Streptomycetaceae; Streptomyces. 
531540 Bacteria_16S 3928338 3928279 29 88 gi| 219846275 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 39298 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 


531540 Bacteria_16S 40833 40775 26 84 gi| 265679036 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


531540 Bacteria_16S 130448 130394 31 85 gi| 265678975 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 13190 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

531540 Bacteria_16S 150129 150067 25 87 gi| 265678962 
strain W6 16S ribosomal RNA, partial sequence 150066 15156 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


531540 Bacteria_16S 186862 186800 25 87 gi| 265678938 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 


ref|NR_025866.1| Streptomyces 
3926691 3928220 Streptomyces 
cetales; Streptomycineae; 


ref|NR_025865.1| Streptomyces scabiei 
00 Streptomyces scabiei Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_029344.1| Vibrio pectenicida 
42243 Vibrio pectenicida Bacteria; 
ibrio. 
ref|NR_029283.1| Chrysiogenes arsenatis 
2 Chrysiogenes arsenatis Bacteria; 


ref|NR_029270.1| Clostridium litorale 
6 Clostridium litorale Bacteria; 


ref|NR_029246.1| Clostridium 
186799 188298 Clostridium 


collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


531540 Bacteria_16S 269238 269184 26 80 gi| 265678880 


ref |NR_029186.1| Thermoanaerobacterium 


polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 


Thermoanaerobacterales; Thermoanaerobacterales Family III. Incert 


531540 Bacteria_16S 330048 329994 29 83 gi|265678840 
strain CC-1 16S ribosomal RNA, partial sequence 329993 33159 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

531540 Bacteria_16S 436982 436924 29 87 gi| 265678763 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequ 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


ae Sedis; Thermoanaerobacterium. 
ref|NR_029145.1| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


ref|NR_029068.1| Amycolatopsis 
ence 436922 438427 Amycolatopsis 


kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 
531540 Bacteria_16S 446181 446127 30 84 gi| 265678757 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 


531540 Bacteria_16S 644235 644175 26 86 gi| 265678621 


ref|NR_028926.1| Vibrio lentus strain 


40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
531540 Bacteria_16S 741103 741049 30 84 gi| 265678553 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 74252 


ref|NR_028857.1| Roseomonas mucosa 
7 Roseomonas mucosa Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 


531540 Bacteria_16S 845612 845554 29 87 gi| 265678482 
strain 19 16S ribosomal RNA, partial sequence 845553 84708 


ref|NR_028785.1| Clostridium scindens 
1 Clostridium scindens Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


531540 Bacteria_16S 
strain OK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
531540 Bacteria_16S 
yabuuchiae strain 


Bacteria; 


1009377 1009317 26 86 gi 


10 
Gammaproteobacteria; Alteromonadales; 


1067267 1067205 24 86 gi 


1074664 1074606 26 84 gi 


1342315 1342255 26 86 gi 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 13 


Proteobacteria; 
531540 Bacteria_16S 
OT-1 16S ribosomal RNA, partial sequence 
Flavobacteria; 
531540 Bacteria_16S 
strain ATCC 35185 


Bacteria; 


Bacteria; 


Bacteria; 


Firmicutes; 
531540 Bacteria_16S 

strain ATCC 29914 
Proteobacteria; 
531540 Bacteria_16S 
chacoense strain 
Proteob 
531540 Bacteria_16S 
strain 63 16S ribosomal RNA, partial sequence 
Proteobacteria; 
531540 Bacteria_16S 
berrensis strain 


Gammaproteobacteria; Alteromonadales; 
1374160 1374102 28 86 gi 


Flavobacteriales; Flavobacteriaceae; 
1523801 1523743 29 87 gi 
16S ribosomal RNA, partial sequence 

Clostridia; 
1552635 1552581 26 80 gi 
16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
1889043 1888989 26 80 gi 


2091547 2091489 26 84 gi 
Gammaproteobacteria; Alteromonadales; 
2507055 2507001 26 80 gi 
Clostridia; Clostridiales; 


2719211 2719157 26 80 gi 


Nocardiaceae; Nocardia. 


531540 Bacteria_16S 
limicola strain S 


Bacteria; 


Pseudomonas. 


531540 Bacteria_16S 51545 51488 29 86 gi| 265679029 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

531540 Bacteria_16S 199059 198986 1 74 gi| 265678930 


acetylenicus stra 
acetylenicus Bacteria; 


Pelobacter. 


531540 Bacteria_16S 
strain 22 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


531540 Bacteria_16S 
coprophilus strai 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Rhodococcus. 

531540 Bacteria_16S 263253 263196 29 86 gi| 265678884 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 
531540 Bacteria_16S 331700 331643 26 83 gi| 265678839 


thermoautotrophic 
thermoautotrophica Bacteria; 


Bacteroidetes; 
531540 Bacteria_16S 
subterraneus stra 
subterraneus Bact 
531540 Bacteria_16S 
australicum strai 
australicum Bacte 
531540 Bacteria_16S 
oryzihabitans strain L-1 16S ribosomal RNA, 
oryzihabitans Bacteria; 


2741786 2741728 28 86 gi 


Flavobacteria; 


2822868 2822818 30 80 gi 


3262980 3262930 29 79 gi 


3905451 3905393 26 84 gi 


Proteobacteria; 


Proteobacteria; 


200638 200573 22 87 gi 


Clostridiales; 


245224 245167 29 86 gi 


Firmicutes; Clostridia; 


Moorella group; Moorella. 


531540 Bacteria_16S 
XILO1 16S ribosomal RNA, 


376756 376699 29 
complete sequence 


86 gi 


Shewanellac 


Al-18 16S ribosomal RNA, partial sequence 10672 
Proteobacteria; Alphaproteobacteria; 
531540 Bacteria_16S 
tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; 
531540 Bacteria_16S 


Sphingomonadales; 


ain Mb8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 
Rhodococcus. 


F 


1374101 1375614 Kordi 
Kordia. 


Clostridiales; Veillonellaceae; 


PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobiales; 


2091488 20930 
Shewanellac 


CTT3 16S ribosomal RNA, partial sequence 
Firmicutes; 
531540 Bacteria_16S 

yamanashiensis st 
yamanashiensis Ba 


Clostridiaceae; 
rain IFM 0265 16S ribosomal RNA, partial 


cteria; Actinobacteria; Actinobacteridae; 


T-82 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


in HGP1 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Aquificaceae; 


n IFAM ST1306 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteria; 


complete sequence 
Gammaproteobacteria; 


in WoAcyl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


200572 20203 
Clostridiales Family XI. I 


n CUB 687 16S ribosomal RNA, partial sequence 


a strain JW 701/3 16S ribosomal RNA, complete se 
Thermoanaero 


265678371 
09316 10108 


265678332 


265678327 


228721107 
43799 Ferri 


228717906 


219857527 
15237 


219857220 
15525 
Enterobac 
219878272 
e 18889 
Phyll 


219878128 


219857372 
25070 


219857175 
sequenc 
Actino: 


219857159 
27417 

Flavoba 

219856908 


Hydr 
219846745 
sequenc 
Rhizob 
219846291 


Pseu 


Desul 


265678929 


265678898 


errimonada 


ref 
eae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


265678803 


ref 


Sphi 


1074605 10759 
e; Actinomycetales; 


monas balearica 


ceae; Ferrimonas 


a algicida OT-1 
42 1525238 Selen 
Selenomonas. 


80 1554073 Provi 
teriaceae; 


88 1890453 Mesor 
obacteriaceae; 


e 2719156 27206 
mycetales; 


27 2743201 Flavo 
cteriaceae; 


2822817 28243 
ogenobacter. 


e 3262929 32643 
iales; Hyphomicrobiaceae; 


3905392 39069 
domonadales; 


Enterococcus 


198985 20052 
furomonadales; 


245166 24664 


bacterales; 


NR_028673.1 


NR_028634.1 


NR_028629.1 


NR_027602.1 


NR_027568.1 


NR_025115.1 


NR_024848.1 


NR_025411.1 


NR_025267.1 


NR_024960.1 


NR_024803.1 


NR_024787.1 


NR_024729.1 


NR_026337.1 


NR_025881.1 


NR_029337.1 


NR_029238.1 


NR_029237.1 


NR_029206.1 


NR_029108.1 


Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


Shewanella algae 


53 Shewanella algae Bacteria; 
Shewanella. 


Sphingomonas 


03 1068656 Sphingomonas yabuuchiae 
ngomonadaceae; 


Sphingomonas. 
Rhodococcus 


35 Rhodococcus 
Corynebacterineae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Selenomonas sputigena 


omonas sputigena 


Providencia stuartii 


dencia stuartii Bacteria; 
Providencia. 


Mesorhizobium 
izobium chacoense 


h 
Mesorhizobium. 


Shewanella baltica 


18 Shewanella baltica Bacteria; 
Shewanella. 


Thermohalobacter 


00 2508520 Thermohalobacter berrensis 
Thermohalobacter. 


Nocardia 


54 Nocardia 
Corynebacterineae; 


Flavobacterium 


bacterium limicola 
Flavobacterium. 


Hydrogenobacter 


13 Hydrogenobacter 


Pedomicrobium 


82 Pedomicrobium 


Pedomicrobium. 
Pseudomonas 


18 Pseudomonas 
Pseudomonadaceae; 


Enterococcus asini 
asini Bacteria; 


Pelobacter 


1 Pelobacter 
Pelobacteraceae; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


ncertae Sedis; Helcococcus. 


Rhodococcus 


6 Rhodococcus 


etales; Corynebacterineae; Nocardiaceae; 
ref|NR_029190.1| Psychroserpens 

263191 264674 Psychroserpens 
les; Flavobacteriaceae; Psychroserpens. 
ref|NR_029144.1] Moorella 
quence 331642 333194 Moorella 


Thermoanaerobacteraceae; 


Agromyces ulmi strain 


376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 


gi 


sequence 


gi 
gi 


gi 


sequence 


gi 
gi 


gi 


sequence 


gi 


gi 


gi 


sequence 


gi 


sequence 


gi 


gi 


sequence 


gi 


sequence 


gi 
gi 


gi 


sequence 


gi 


sequence 


gi 
gi 


gi 


219846191 


219846190 
40444 
219846189 
40475 
219846188 


219846187 
40490 
219846186 
40505 
219846185 


219846184 
40535 
219846183 
40563 
219846182 
40564 
219846181 


219846180 


219846178 
40609 
219846177 


219846176 
40640 
219846175 
40655 
219846174 
40670 
219846173 
40685 
219846172 
40715 
219846171 
40715 
219846170 


219846169 
40746 
219846168 
40760 
219846167 


219846166 
40792 
219846165 
40807 
219846164 
40823 
219846163 
40838 
219846162 
40853 
219846161 
40869 
219846160 
40884 
219846159 
40899 
219846158 


219846157 
40929 
219846156 
40943 
219846155 


sequence 


ref 


ref 


90 4045945 


ref 
15 
ref 


4047566 40490 


ref 


74 4050453 


ref 


04 4051877 


ref 


4051928 40534 


ref 


09 4054929 


ref 
78 
ref 


29 4057918 


ref 


4057969 40594 


ref 


ref 


88 4062436 


ref 


43 4065518 


ref 


69 4066984 


ref 


35 4068516 


ref 


67 4070048 


ref 
00 
ref 


51 4073044 


ref 


4073095 40745 


ref 


13 4076023 


ref 


74 4077604 


ref 


4077655 40791 


ref 


34 4080748 


ref 


99 4082297 


ref 


48 4083822 


ref 


73 4085273 


ref 


24 4086882 


ref 


33 4088380 


ref 


31 4089871 


ref 


22 4091360 


ref 


ref 


00 4094337 


ref 


88 4095793 


ref 


4042976 40444 


4059499 40609 


4062487 40639 


4091411 40928 


NR_025781.1 
NR_025780.1 
NR_025779.1 
NR_025778.1 
NR_025777.1 
NR_025776.1 
NR_025775.1 
NR_025774.1 
NR_025773.1 
NR_025772.1 
NR_025771.1 
NR_025770.1 
NR_025768.1 
NR_025767.1 
NR_025766.1 
NR_025765.1 
NR_025764.1 
NR_025763.1 
NR_025762.1 
NR_025761.1 
NR_025760.1 
NR_025759.1 
NR_025758.1 
NR_025757.1 
NR_025756.1 
NR_025755.1 
NR_025754.1 
NR_025753.1 
NR_025752.1 
NR_025751.1 
NR_025750.1 
NR_025749.1 
NR_025748.1 
NR_025747.1 


NR_025746.1 


NR_025745.1 


3 


2 


5 


4 


3 


9 


6 


8 


4 


Planococcus stackebrandtii strain K22-03 16S ribosomal RNA, partial 
ae litorea strain TF-22T 16S ribosomal RNA, partial sequence 
Vibrio ezurae strain HDS1-1 16S ribosomal RNA, partial sequence 4045996 
Alicyclobacillus vulcanalis strain CsHg2 16S ribosomal RNA, partial 
esedaiiee aestuarii strain JC2056 16S ribosomal RNA, partial sequence 
Nocardioides ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
Pseudoalteromonas aliena strain KMM 3562 16S ribosomal RNA, partial 
tee ats marinus strain JC1078 16S ribosomal RNA, partial sequence 
Halomonas koreensis strain SS20 16S ribosomal RNA, partial sequence 4054980 
Microbulbifer maritimus strain TF-17 16S ribosomal RNA, partial sequence 
Citricoccus alkalitolerans strain YIM 70010 16S ribosomal RNA, partial 
Veatentts violaceinigra strain YIM 31327 16S ribosomal RNA, partial 
7 


Nocardiopsis salina strain YIM 90010 16S ribosomal RNA, partial sequence 


Mycobacterium nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete 


i Desulfovibrio bastinii strain SRL4225 16S ribosomal RNA, partial sequence 
Desulfovibrio longus strain SEBR 2582 16S ribosomal RNA, partial sequence 
Aquicella siphonis strain SGT-108 16S ribosomal RNA, partial sequence 

Aquicella lusitana strain SGT-39 16S ribosomal RNA, partial sequence 


Veillonella caviae strain PV1 16S ribosomal RNA, partial sequence 4070099 


Soehngenia saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 
Mycobacterium parascrofulaceum strain HSC68 16S ribosomal RNA, partial 

anes xishanensis strain AS 4.1860 16S ribosomal RNA, partial sequence 
Mahella australiensis strain 50-1 BON 16S ribosomal RNA, partial sequence 
Cryptanaerobacter phenolicus strain LR7.2 16S ribosomal RNA, complete 

 edeanaons melliferum strain BC-3 16S ribosomal RNA, partial sequence 
Tepidimonas aquatica strain CLN-1 16S ribosomal RNA, partial sequence 
Paenibacillus sanguinis strain 2301083 16S ribosomal RNA, partial sequence 
Methylobacillus pratensis strain F31 16S ribosomal RNA, partial sequence 
Syntrophomonas curvata strain GB8-1 16S ribosomal RNA, partial sequence 
Maribacter ulvicola strain KMM 3951 16S ribosomal RNA, partial sequence 
Maribacter aquivivus strain KMM 3949 16S ribosomal RNA, partial sequence 
Maribacter orientalis strain KMM 3947 16S ribosomal RNA, partial sequence 
Maribacter sedimenticola strain KMM 3903 16S ribosomal RNA, partial 

9 


Arenibacter certesii strain KMM 3941 16S ribosomal RNA, partial sequence 


Desulfofaba fastidiosa strain P2 16S ribosomal RNA, partial sequence 


Algoriphagus ornithinivorans strain JC2052 16S ribosomal RNA, partial 


4095844 4097268 


531540 Bacteria_16S 
xylanilytica strain XIL11 16S ribosomal RNA, 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; 
Cellulomonadaceae; 
531540 Bacteria_16S 
hebeiensis strain 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

531540 Bacteria_16S 405940 405883 29 86 gi|265678784|ref|NR_029089.1 
strain XILO8 16S ribosomal RNA, complete sequence 405 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Xylanibacterium. 
531540 Bacteria_16S 
putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
531540 Bacteria_16S 
atlanticus strain 


396638 396581 29 86 gi 


Cellulomonas. 


402839 402782 29 86 gi 


435399 435342 29 86 gi 


Kitasatospora. 


443063 443006 29 86 gi 


complete sequence 


YIM 001 16S ribosomal RNA, partial sequence 


ococcineae; 


sequence 


HTCC2559 16S ribosomal RNA, partial sequence 


265678790|ref 


265678786 |ref 


396579 398094 


Actinomycetales; Micrococcineae; 


402781 404300 
Streptomycineae; 


NR_029095.1 


NR_029091.1 


Cellulomonas 
Cellulomonas 


Streptomyces 
Streptomyces 


Xylanibacterium ulmi 


881 407393 Xylanibacterium ulmi Bacteria; 


265678764 |ref 


265678759 |ref 


435340 436871 


443005 444493 


NR_029069.1 


NR_029064.1 


Promicromonosporaceae Hi 


Kitasatospora 
Kitasatospora 


Streptomycineae; 


Croceibacter 
Croceibacter 


atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
531540 Bacteria_16S 464470 464421 29 78 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

531540 Bacteria_16S 478133 478076 29 86 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

531540 Bacteria_16S 479682 479625 29 86 gi|265678731|ref|NR_029036.1| Mycobacterium 


boenickei strain 


531540 Bacteria_16S 583475 583426 23 72 gi| 265678663 |ref|NR_028968.1 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
Paracoccus. 

531540 Bacteria_16S 602961 602908 30 83 gi| 265678649 |ref|NR_028954.1 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermo 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

531540 Bacteria_16S 698650 698585 18 83 gi| 265678583 |ref|NR_028888.1 
strain 6111 16S ribosomal RNA, partial sequence 698584 69993 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
531540 Bacteria_16S 716495 716438 29 86 gi|265678570|ref|NR_028875.1 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
531540 Bacteria_16S 718081 718020 26 87 gi| 265678569 |ref|NR_028873.1 


marismortui strain 123 16S ribosomal RNA, 


Bacteria; 


531540 Bacteria_16S 
histaminiformans 
histaminiformans 
531540 Bacteria_16S 


nematophilus Bacteria; 
531540 Bacteria_16S 


734852 734795 29 86 gi| 265678558 |ref|NR_028862.1 

strain MR2 16S ribosomal RNA, partial sequence 734793 736329 

Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae 

761320 761259 25 86 gi| 265678538 |ref|NR_028842.1 

nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

781417 781360 29 86 gi|265678524|ref|NR_028828.1 


cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Promicromonosporaceae; Xylanimonas. 

531540 Bacteria_16S 785986 785929 29 86 gi| 265678521 |ref 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


537912 537855 29 86 gi 


Mycobacterium. 


572947 572890 29 86 gi 


722721 722664 30 87 gi 
laumondii strain TTO1 16S ribosomal 


Enterobacteriaceae; Photorhabdus. 


Streptomyces. 


W5998 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 
531540 Bacteria_16S 
psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; 
531540 Bacteria_16S 
tuberculostearicum strain Medalle X 16S ribosomal RNA, 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Corynebacteriaceae; Corynebacterium. 


partial sequen 


complete sequence 71801 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

531540 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 
Enterobacteriales; 


RNA, partial s 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Coryneba 


265678693 
sequence 


ref 
Actinomyc 


265678670|ref 


265678566 |ref 


479623 481120 Mycoba 
cterineae; Mycobacteriaceae; 


537853 539333 


9 719581 Virgib 


781358 782875 


NR_028998.1 


etales; Cory 


NR_028975.1 
ce 572888 
mycetales; C 


NR_028870.1 
equence 


cterium boenickei 


Mycobacterium 
Mycobacterium 
nebacterineae; 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Paracoccus 
Paracoccus 


Rhodobacteraceae; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Virgibacillus 
acillus marismortui 


Photorhabdus 
722663 724202 


Allisonella 
Allisonella 

; Allisonella. 
Paenibacillus 
Paenibacillus 


etales; Micr 


Xylanimonas 
Xylanimonas 
ococcineae; 


NR_028825.1 


Strept 


Streptomyces 


785920 787418 Streptomyces 


omycineae; 


531540 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


531540 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


531540 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


531540 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


531540 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


531540 Bacteria_16S 


VKM Ac-1401 16S r 


531540 Bacteria_16S 


nubinhibens strai 


Bacteria; Proteob 


531540 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


531540 Bacteria_16S 


salivarius strain 
salivarius Bacter 


531540 Bacteria_16S 


strain BT-H1 16S 


Firmicutes; Clost 


531540 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


531540 Bacteria_16S 


strain I-132 16S 
Actinobacteria; A 


833504 833447 29 86 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
train Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

835006 834949 29 86 gi| 265678489 |ref|NR_028792.1| Zymomonas mobilis 
rain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
bilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 

7 Zymomonas. 

857610 857529 2 83 gi|265678473|ref|NR_028776.1| Desulfovibrio 
Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

884765 884708 29 86 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
9 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

896915 896858 29 86 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

910861 910804 29 86 gi| 265678437 |ref|NR_028739.1| Leifsonia poae strain 
ibosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

927953 927904 26 75 gi|265678426|ref|NR_028728.1| Roseovarius 
n ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseovarius nubinhibens 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

930946 930885 25 86 gi|265678424|ref|NR_028726.1| Clostridium 
um strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
um Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

932494 932437 29 86 gi| 265678423 |ref|NR_028725.1| Lactobacillus 

HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

938697 938640 29 86 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

1109316 1109259 29 86 gi|265678302|ref|NR_028604.1| Collinsella 
n JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
ria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 

; Collinsella. 

1113899 1113842 29 86 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
ctinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

1115423 1115366 29 86 gi|265678298|ref|NR_028599.1| Kineosporia succinea 


531540 Bacteria_16S 


strain I-273 16S 


ribosomal RNA, partial sequence 


1115364 11168 


39 Kineosporia succinea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
531540 Bacteria_16S 1142662 1142609 29 82 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 
531540 Bacteria_16S 1204729 1204672 29 86 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
531540 Bacteria_16S 1293525 1293464 25 86 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
531540 Bacteria_16S 1317820 1317759 25 86 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
531540 Bacteria_16S 1320904 1320843 25 86 gi| 228715346 |ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
531540 Bacteria_16S 1368043 1367978 21 86 gi|228718692|ref|NR_027575.1| Desulfovibrio 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
531540 Bacteria_16S 1513186 1513129 26 83 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
531540 Bacteria_16S 1669697 1669640 29 86 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
531540 Bacteria_16S 1961712 1961655 29 86 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 


strain 95Al1l 16S r 


ibosomal RNA, complete sequence 


1961654 1963186 Pasteurella skyensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 


531540 Bacteria_16S 


strain ATCC 927 1 


2164272 2164215 29 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


531540 Bacteria_16S 


2232480 2232423 29 86 gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


531540 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


531540 Bacteria_16S 


strain SCH-89 16S 


2305575 2305518 29 86 

in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

2535892 2535835 29 86 
ribosomal RNA, partial sequence 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


531540 Bacteria_16S 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 


531540 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


531540 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


531540 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


531540 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


531540 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


531540 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


531540 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


531540 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


531540 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


531540 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


531540 Bacteria_16S 


strain IAM 14848 


2553471 2553414 29 86 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 
2555028 2554975 26 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2556594 2556541 26 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2570353 2570300 26 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2579474 2579421 26 79 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581040 2580987 26 79 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584179 2584126 26 79 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2595015 2594962 26 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2596583 2596530 26 79 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2633404 2633348 26 82 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2755044 2754991 26 79 gi 
ToBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2899582 2899525 29 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


531540 Bacteria_16S 


strain IFO 15616 
Actinobacteria; A 


531540 Bacteria_16S 


strain SJS0289-JS 
Actinobacteria; A 


531540 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


531540 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


531540 Bacteria_16S 


delphini strain A 
delphini Bacteria 


531540 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


531540 Bacteria_16S 


2902655 2902598 29 86 gi 
ctinobacteridae; Actinomycetales; Micr 
2905724 2905667 29 86 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2910347 2910286 25 86 gi 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2911889 2911828 25 86 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2913433 2913372 25 86 gi 
TCC 49171 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2914976 2914915 25 86 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2916518 2916457 25 86 


’ 


gi 


6S ribosomal RNA, partial sequence 2164214 21657 


compl 


2535834 25371 


16S ribosomal RNA, partial sequence 2899524 29010 


16S ribosomal RNA, partial sequence 2902597 29040 


219857625 


nebacterin 
219857577 
22324 
nebacterin 
219857525 
ete sequ 
Actinomy 


219857353 


yphomonada 
219857341 
ence 25534 
ales; Stre 


219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857236 
sequence 
coccaceae; 
219857149 
nce 27549 
erales; Th 
219856856 


oc 
219856854 


ococcineae 
219856852 
29056 
nebacterin 
219856849 
1 sequence 
occus. 

219856848 
29118 


219856847 
equence 
us 
219856846 
29149 


219856845 


ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025113.1 
ence 230551 
cetales; Coryneb 


ref|NR_024941.1 


ceae; Hyphomonas 
ref|NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024675.1 


crobacteriac 
NR_024673.1 


7 Mi 
ref 
; Microbacteriac 
ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 


arlettae Bacteria 


Firmicutes; Bacillales; Staphylococc 


v 


us. 


ref|NR_024664.1 
2916456 291794 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 

Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 

Pseudomonas. 

Planomicrobium 
1 Planomicrobium 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 

Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 
occineae; 


eae; Pseudoclavibacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 

Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Staphylococcus 

6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 


531540 Bacteria_16S 


strain IFO 13613 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
531540 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


531540 Bacteria_16S 


salinarius strain 
salinarius Bacter 


531540 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


531540 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


531540 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


531540 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


531540 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


531540 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


531540 Bacteria_16S 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


531540 Bacteria_16S 


strain OS-3256 16 
Actinobacteria; A 


531540 Bacteria_16S 


AS145 16S ribosom 
Alphaproteobacter 


531540 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


531540 Bacteria_16S 
6S ribosomal RNA, partial sequence 4076074 40776 


strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 


531540 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


531540 Bacteria_16S 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 


531540 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


531540 Bacteria_16S 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


2928582 2928529 22 75 gi 
lo 
2964825 2964772 29 82 


bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3117736 3117681 30 85 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3129733 3129668 21 86 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3235864 3235807 29 86 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
3447495 3447438 29 86 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3449061 3449004 29 86 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


Sp 


en 
ri 


ue 
ia 


et 
e; 


v 


s 
Ac 


, 


al 


3484041 3483984 29 86 gi 
Stre 
3485608 3485551 29 86 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3490234 3490177 29 86 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3581370 3581317 29 82 gi 
thermolacticum strain TX41 16S ribo 


pt 
s 


v 


se 
Ac 


, 


p- so 


ridia; Thermoanaerobacterales; Thermoana 


4085382 4085325 29 86 
ribosomal RNA, partial sequence 


gi 


219856837 
16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
531540 Bacteria_16S 


llales; 


219846835 


nce 
les; 


219846611 


equence 


219846610 


34490 
es; 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
531540 Bacteria_16S 


equence 


Actinomyc 


219846582 


quence 


219846521 


mal RNA, 


erobacte 


219846162 
4085324 40868 


bosomal RNA, complete sequence 


teria; Actinobacteria; Actinobacterida 
e; Pseudonocardia. 


531540 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


4211641 42131 


lales; Bacillaceae; Geobacillus. 
71233 71177 26 82 gi| 265679016 
ain 592 16S ribosomal RNA, partial sequence 


e; Actinomycet 


93708 93646 24 86 gi| 265679000 
bosomal RNA, complete sequence 93645 95214 
bacillales; Lactobacillaceae; Lactobacillus. 


cystacea 
219856812 
2964771 29662 
hingomon 
219846843 
ce 31176 


Hal 
219846763 
e sequen 
Actinomycet 


tinomyce 


Stre 


omycinea 
219846585 


tinomyce 


ref |NR_024656.1 
56 Terasakiella 
e; Terasakiella 
ref |NR_024631.1 
22 Sphingopyxis 
adaceae; Sphing 
ref |NR_026435.1 
80 3119160 Gluco 
Acetobacteracea 
ref |NR_026427.1 
129667 313104 
obacteroidaceae; 
ref |NR_026355.1 
ce 3235806 323732 
ales; Strept 


w 


ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref|NR_026178.1 
99 Streptomyces 
Streptomyceta 
4870 


es; Strepto: 


tale 


ref 
par 


NR_026113.1 
tial sequenc 


rales Family IV 


ref|NR_025752.1 


ref|NR_029324.1 
71176 72680 


ales; Pseudo 


ref |NR_029308.1 
Lactobacillus 


n 
e 


Terasakiella pusilla 


pusilla Bacteria; 


Sphingopyxis chilensis 


chilensis Bacteria; 
O° 


pyxis. 
Gluconacetobacter 

acetobacter intermedius 
Gluconacetobacter. 

Halanaerobacter 

9 Halanaerobacter 
Halanaerobacter. 
Streptomyces 

0 Streptomyces 

omycineae; 


’ 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


lostridium. 
3642239 3642182 29 86 gi|219846477|ref|NR_026069.1| Kitasatospora 
n IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
3643771 3643714 29 86 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
ctinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
3788116 3788063 29 82 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
al RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 
3841181 3841124 29 86 gi|219846334|ref|NR_025924.1| Halanaerobium 
H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
tes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
4076132 4076075 29 86 gi|219846168|ref|NR_025758.1| Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


ridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
4204136 4204079 29 86 gi|219846072|ref|NR_025662.1| Streptomyces 
n VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
4211703 4211642 26 87 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Pseudonocardia 
Pseudonocardia 
nocardineae; 


Lactobacillus lindneri 
lindneri Bacteria; 


531540 Bacteria_ 


moscoviensis str 
moscoviensis Bac 


531540 Bacteria_ 


strain 27 16S ri 
Actinobacteria; 


531540 Bacteria_ 


strain ST50 16S 
Actinobacteria; 


531540 Bacteria_ 


strain 55134 16S 
Actinobacteria; 


531540 Bacteria_ 


strain 40 16S ri 
Proteobacteria; 


531540 Bacteria_ 


strain 40 16S ri 
Proteobacteria; 


531540 Bacteria_ 


aichiense strain 
Bacteria; Actino 
Mycobacterium. 


531540 Bacteria_ 


strain 358 16S r 


proteoclasticum 
proteoclasticum 


531540 Bacteria_ 


xylanilyticus st 


xylanilyticus Bac 
531540 Bacteria_ 


xiligouense stra 
xiligouense Bact 
Promicromonospor 


531540 Bacteria_ 


kalixensis strai 
kalixensis Bacte 


531540 Bacteria_ 


strain HTCC2506 
Proteobacteria; 


531540 Bacteria_ 


strain G-16.1 16 
Proteobacteria; 


531540 Bacteria_ 


strain Tf 16S ri 
Firmicutes; Baci 


531540 Bacteria_ 


contaminans stra 
contaminans Bact 


531540 Bacteria_ 


strain 173-96 16 
Proteobacteria; 


531540 Bacteria_ 


ludipueritiae st 
ludipueritiae Ba 
Roseomonas. 


531540 Bacteria_ 


nivimaris strain 
Bacteria; Proteo 


531540 Bacteria_ 


strain CMS90 16S 
Actinobacteria; 


531540 Bacteria_ 


CMS 76or 16S rib 
Actinobacteridae 


531540 Bacteria_ 


strain NVI 88/44 
Proteobacteria; 


531540 Bacteria_ 


strain TH-3 16S 


16S 124402 124350 22 74 gi| 265678979 |ref|NR_029287.1 
ain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 
teria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 
16S 136552 136496 29 85 gi|265678971|ref|NR_029279.1 
bosomal RNA, partial sequence 136495 13800 
Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
16S 139639 139583 29 85 gi|265678969|ref|NR_029277.1 
ribosomal RNA, partial sequence 139582 141058 Sanguibacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
16S 144139 144083 29 85 gi|265678966|ref|NR_029274.1 
ribosomal RNA, partial sequence 144082 14559 
Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; J 
16S 213086 213026 26 86 gi|265678920|ref|NR_029228.1 
bosomal RNA, partial sequence 213019 21448 
Gammaproteobacteria; Oceanospirillales; Marinomonas. 
16S 222216 222156 26 86 gi|265678914|ref|NR_029222.1 
bosomal RNA, partial sequence 222148 22363 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
16S 226698 226638 29 89 gi|265678911|ref|NR_029219.1 
49005 16S ribosomal RNA, partial sequence 226632 228087 Mycoba 
bacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
16S 229712 229652 29 89 gi|265678909|ref|NR_029217.1 


ibosomal RNA, partial sequence 
16S 270728 270672 29 85 
strain B316 16S ribosomal RNA, complete 
Bacteria; Firmicutes; Clostridia; Clost 
16S 375163 375103 26 86 gi 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 
16S 388954 388898 29 85 gi 
n XLG9A10.2 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
aceae; Myceligenerans. 
16S 413781 413725 25 
n Kx127A2 16S ribosomal RNA, complete s 
ria; Firmicutes; Lactobacillales; Lacto 
16S 438535 438479 26 82 gi 
1 
Alphaproteobacteria; Rhizobiales; Auran 
16S 490565 490505 26 86 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
16S 510440 510384 
bosomal RNA, partial 
llales; Bacillaceae; Geobacillus. 

16S 525664 525604 26 86 gi 
in R-16222 16S ribosomal RNA, partial s 
eria; Firmicutes; Bacillales; Bacillace 
16S 559345 559289 30 86 gi 
S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 560880 560824 30 86 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


gi 


r 


i 


81 gi 


Oceanospirillales; 
30 86 gi 
sequence 


r 
Cc 


16S 612191 612131 26 86 gi 
88/2-7 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Pseudomo 
16S 645841 645785 29 85 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 647368 647312 29 85 gi 
fo) 
Actinomycetales; Micrococcineae; Micr 
16S 708745 708685 26 86 gi 
1 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Vibrionales; Vibri 
16S 714978 714922 26 82 gi 
ribosomal RNA, partial sequence 


v 


229646 23110 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
531540 Bacteria_ 


6S ribosomal RNA, partial sequence 438478 43991 


490502 49197 


510382 51190 


559287 56077 


645783 64725 


somal RNA, partial sequence 647310 648789 Kocur 


nebacterin 
265678879 
sequence 
ridiales; 
265678804 
sequence 
cillaceae; 
265678795 
sequence 
Actinomyc 


eae; 
ref 


Lach 
ref 


Pae 
ref 


etal 


265678778 
equence 
bacillacea 

265678762 


ref 

4 
e; L 
ref 


timonadace 
265678724 


ae; 
ref 


Halomonad 
265678711 


acea 
ref 


265678701 
equence 

ae; Anoxyb 
265678679 


ref 


acil 
ref 


Acetobacte 
265678678 
sequence 

eria; Rhod 


race 
ref 


ospi 


265678643 
ence 61213 
nadales; M 
265678620 


ref 


orax 
ref 
> Mi 
ref 
ia p 
7 Ko 
ref 


ococcineae 
265678619 


ococcaceae 
265678576 

70866 
onaceae; Aliiv 


3 Mycobacterium 


270671 27218 


375101 37664 


388894 39043 


13724 41527 


525601 52714 


560822 56230 


0 613627 Psych 


8 710188 Aliivi 


Mycobacteri 
NR_029185.1 
9 
nospiraceae; 
NR_029109.1 
6 
nibacillus. 
NR_029100.1 
1 
es; Micrococ 
NR_029083.1 
8 
actobacillu 
NR_029067.1 


n 


Fulvimarina 
NR_029029.1 


e; Halomona 
NR_029016.1 


NR_029006.1 
1 
lus. 
NR_028984.1 


ae; Roseomon 
NR_028983.1 
7 
rillales; Ac 


NR_028948.1 
r 
ellaceae; Ps 
NR_028925.1 


crococcaceae 
NR_028924.1 
olaris Bacte 
curia. 

NR_028881.1 


ibrio. 


265678571|ref 


Nitrospira 
Nitrospira 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 

Clostridium 

Clostridium 
Butyrivibrio. 

Paenibacillus 

Paenibacillus 


Myceligenerans 
Myceligenerans 
cineae; 


Lactobacillus 
Lactobacillus 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 
s. 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Anoxybacillus 
Anoxybacillus 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Psychrobacter 
obacter nivimaris 
ychrobacter. 
Arthrobacter roseus 


9 Arthrobacter roseus Bacteria; 


; Arthrobacter. 


Kocuria polaris strain 
ria; Actinobacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


NR_028876.1 


Aminobacter aganoensis 


714920 716386 Aminobacter aganoensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 


531540 Bacteria_16S 
VKM Ac-1800 16S r 


755319 755263 29 85 
ibosomal RNA, partial sequence 


gi 


265678542 


755262 75674 


ref|NR_028846.1 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

531540 Bacteria_16S 801349 801289 26 86 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

531540 Bacteria_16S 917096 917040 29 85 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

531540 Bacteria_16S 918659 918603 29 85 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
531540 Bacteria_16S 


subsp. socranskii 
socranskii subsp. 


531540 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


531540 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; 


niigataensis stra 
niigataensis Bact 


531540 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


531540 Bacteria_16S 


strain LM 161 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
531540 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


531540 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


531540 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


531540 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


531540 Bacteria_16S 


HEL-45 16S riboso 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
531540 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


531540 Bacteria_16S 


strain LM 036 16S 
Actinobacteria; A 


531540 Bacteria_16S 


mMatsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


531540 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


G 
531540 Bacteria_16S 


ibosomal RNA, partial sequence 


983266 983202 26 90 gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
1030694 1030634 26 86 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1110832 1110772 26 86 gi 
ammaproteobacteria; Alteromonadales; M 
1237986 1237930 26 82 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1239502 1239446 26 82 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1299424 1299364 26 86 gi 
ribosomal RNA, complete sequence 


1304078 1304018 26 86 
ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1316281 1316225 29 85 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1331647 1331587 26 86 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1360518 1360462 30 86 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

1378735 1378687 23 
mal RNA, partial sequence 


gi 
Thermoanaerobacterale 


gi 


v 


vp! gi 


1428479 1428428 29 80 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


1439291 1439231 26 86 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
1531420 1531360 26 86 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 

1923672 1923612 26 86 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 


gi 


531540 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


1949662 1949602 26 86 gi 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
e; Pseudonocardia. 


531540 Bacteria_16S 


strain B1953/27.1 


918602 92011 
nebacterin 


265678388 


265678357 
quence 


265678301 


6S ribosomal RNA, partial sequence 1110771 11122 
oritellace 


219878163 
sequence 
ria; 

219878162 
equence 
ia; 

219846779 


1299363 13008 
nibacter 


io 
219846460 


1304017 13055 
Thermoa 


Ss; 


228715851 


1316224 13177 
Micr 


ales; 
228721494 
equence 

S; 
228719712 
ence 13604 


228717469 


1378686 1380064 Ocean 
hodobacter 


224581439 
sequence 
ria; Xanth 


224581428 


1439230 14407 


donocardin 
219857427 
tial seque 
e; 


219878245 
quence 
Actinomyc 


219878228 
equence 


’ 


219878165 


2044106 2044054 29 81 gi 
16S ribosomal RNA, partial sequence 


artial seq 
irochaetal 


Actinomyc 


Rhizo 


Rhizob 


Thermot 


idimicrobi 


Actinomycet 


Actinomy 


Gordoniacea 
NR_028690.1 
e 983192 
es; Spirochaetac 
ref|NR_028659.1 

1030633 103211 
etales; Micromon 


eae; 
ref 
uenc 


ref |NR_028602.1 
ae; Moritella. 
ref|NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref |NR_026371.1 


inea 
ref 


e; Nocardioi 
NR_026051.1 


naerobacterales 


ref|NR_027540.1 
ococcineae; Trop 
ref|NR_027617.1 

1331586 133309 
ogaceae; Thermos 
ref|NR_027584.1 
61 1361925 Acidi: 
ales; Acidimicr 


H O° 


ref 
ibul 


NR_027563.1 
bus indolife 
aceae; Oceanibul 
ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


ref |NR_027210.1 
Actinosynne 
NR_025015.1 
153135 
Microm 


eae; 
ref 
nce 

ales; 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


ref |NR_025367.1 
1949601 195111 
cetales; Pseudon 


ref 


NR_025304.1 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 

Treponema socranskii 

984718 Treponema 

eae; Treponema. 
Micromonospora 

4 Micromonospora 

osporineae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Thermosipho 

7 Thermosipho 

ipho. 

Acidimicrobium 


microbium ferrooxidans 


bineae; 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Lysobacter 
1 Lysobacter 
homonadaceae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Micromonospora 

9 1532864 Micromonospora 
onosporineae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Luteimonas mephitis 


2044053 2045572 Luteimonas mephitis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 


531540 Bacteria_ 
strain YIM 90001 


Bacteria; 


531540 Bacteria_ 


albus strain JL 


Bacteria; Actinob 
Streptacidiphilus 
531540 Bacteria_ 
strain O 16S ribo 


Nocardioidaceae; 


531540 Bacteria_ 


strain SMCC W459 
Firmicutes; 


531540 Bacteria_ 


strain ATCC 1277 
Proteobacteria; 


531540 Bacteria_ 


stanieri strain 


stanieri Bacteria 


Marinobacterium. 


531540 Bacteria_ 
polyendosporus st 
polyendosporus Ba 
531540 Bacteria_ 


confusum strain 


confusum Bacteria 
Corynebacteriacea 
531540 Bacteria_ 


strain DSM 7345 
Proteobacteria; 


531540 Bacteria_ 


strain 1066 16S 


strain OCh 254 1 


531540 Bacteria_ 


strain DSK1 16S 
Proteobacteria; 


531540 Bacteria_ 
alkenivorans stra 


alkenivorans Bac 
Desulfatibacillu 


531540 Bacteria_ 


Clost 


16S 2149222 2149166 30 86 gi 


16S 2461793 2461741 26 78 gi 


16S ribosomal RNA, partial sequence 


16S 2551910 2551854 29 
83 16S ribosomal RNA, 


85 gi 


16S 2576620 2576564 29 85 gi 


16S 2578048 2577992 29 85 gi 


16S 2587332 2587276 29 85 gi 


Friedmanniella. 


16S 2598147 2598096 29 80 gi 
ridia; 
16S 


Clostridiales; Peptococcaceae; 
2855038 2854986 29 81 gi 
5 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2865842 2865790 26 78 gi 
ATCC 27130 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


’ 


16S 3028636 3028584 24 76 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; 
16S 3096725 3096669 29 85 


D 


gi 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

16S 3488710 3488654 29 
1 
Deltaproteobacteria; Desulfuromonadales 
16S 3615126 3615066 29 89 gi 
ribosomal RNA, partial sequence 


85 gi 


16S 3675774 3675718 29 85 gi 
SEBR 4224 16S ribosomal RNA, partial 

ia; Firmicutes; Clostridia; Halanaerob 
16S 3899407 3899351 29 85 gi 
6S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
531540 Bacteria_ 
strain ATCC 33531 
Proteobacteria; Gammaproteobacteria; Enteroba 
complete sequence 
acteria; Actinobacteridae; Actinomycet 


somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
531540 Bacteria_ 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
531540 Bacteria_ 
spumicola strain 
spumicola Bacteri 


Ben 107 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 2598095 25994 


Clostr 


MMZ 2439 16S ribosomal RNA, partial se 


6S ribosomal RNA, partial sequence 3488653 34901 


3615060 36165 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
531540 Bacteria_ 
congolense strain 
congolense Bacter 
531540 Bacteria_ 
3899350 39007 


219857635 


donocardin 
219857408 
24617 
cteriales; 
219857342 
25518 
Stre 


ales; 


219857283 


oc 
219857282 


ococcineae 
219857276 

uence 

inomycet 


219857269 


De 
219856887 
28549 
Enterobac 
219856880 
equence 
Alteromon 


219846904 
equence 
idiales; C 
219846857 
quence 
tinomyceta 


219846583 
; Desulfur 
219846495 


nebacterin 
219846453 
sequence 

iales; Hal 
219846295 


eae; 


53 2553362 Strep 
ptomycineae; 


lomo 


occineae; 


lomo 


v 


ales 


85 2856506 Pseud 
teri 


adal 


lost 
les; 
25 Desulfuromusa 
omon 
15 Mycobacterium 


eae; 


anae 


ref|NR_025224.1 


ref |NR_024996.1 


40 2463175 Raoult 


erobacteriac 
NR_024930.1 


Ent 
ref 
st 
ref|NR_024914.1 
nas iranens 
llulomonadac 
NR_024913.1 
nas persica 
Cellulomonadac 
ref |NR_024907.1 

2587275 258874 
Propioniba 


Ce 
ref 


, 


ref|NR_024900.1 


um. 
NR_024706.1 
0! 


ref 


aceae. 
ref|NR_024699.1 
2865789 286730 
es; Alteromo 


ref|NR_026496.1 
3028583 303003 


ref |NR_026449.1 

3096668 309807 
Corynebacte 
ref|NR_026175.1 
adaceae; Des 
ref |NR_026087.1 
Mycobacteri 
ref |NR_026044.1 

3675717 367724 
robiaceae; H 


ref|NR_025885.1 


t 
i 


i 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonocar 


diaceae; Prauserella. 
Raoultella planticola 

ella planticola 

eae; Raoultella. 
Streptacidiphilus 

acidiphilus albus 

eptomycetaceae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Friedmanniella 
9 Friedmanniella 
cterineae; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
sulfotomacul 


Pseudomonas flectens 
monas flectens Bacteria; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Anaerobacter 
8 Anaerobacter 


ridiaceae; Anaerobacter. 


Corynebacterium 
1 Corynebacterium 
rineae; 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Roseibium denhamense 


43 Roseibium denhamense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

16S 3951904 3951844 26 86 gi| 219846257 |ref|NR_025847.1| Moritella japonica 
ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

16S 4026240 4026184 30 86 gi|219846205|ref|NR_025795.1| Desulfatibacillum 

in PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
m. 

16S 4120012 4119952 29 89 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 


strain KMM 3637 
Actinobacteria; 


531540 Bacteria_ 


aquaticum strain 
Bacteria; Proteo 


531540 Bacteria_ 


strain M6 16S ri 
Proteobacteria; 


531540 Bacteria_ 


sanfranciscensis 
sanfranciscensis 


531540 Bacteria_ 


Actinobacteridae; Actinomycetales; Micr 
16S 4240519 4240471 26 74 gi 
GR16 16S ribosomal RNA, partial sequen 
bacteria; Alphaproteobacteria; Rhizobia 
16S 6101 6043 26 85 gi 
bosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Barto 
16S 163924 163867 29 86 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
16S 565438 565379 26 85 gi 


6033 


ococcineae; 


219846041 
ce 42404 
les; Methy 
265679059 
7437 

nellaceae; 
265678953 
sequence 

Lactobaci 
265678675 


daecheongense strain CPW406 16S ribosomal RNA, partial sequence 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 


ref 
69 4241874 Methyl 
loba 
ref 


ref 


llac 
ref 


Brevibacteriac 


NR_025631.1 


cteriaceae; 
NR_029367.1 


eae; Brevibacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Bartonella taylorii 


Bartonella taylorii Bacteria; 


tonella. 

NR_029261.1 
163866 165437 
eae; Lactoba 
NR_028980.1 
565378 566823 


Bar 


Lactobacillus 
Lactobacillus 
cillus. 
Chryseobacterium 
Chryseobacterium 


531540 Bacteria_16S 593998 593944 24 79 gi|265678656|ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 
531540 Bacteria_16S 687960 687909 29 80 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 
531540 Bacteria_16S 830381 830326 29 84 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

531540 Bacteria_16S 886303 886248 29 84 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

531540 Bacteria_16S 1165356 1165301 24 79 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

531540 Bacteria_16S 1540595 1540536 26 85 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

531540 Bacteria_16S 1542155 1542096 26 85 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 


diospyrosa Bacter 
Actinosynnematace 


531540 Bacteria_16S 
ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


ia; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 
2182509 2182454 29 


84 gi 


Actinomyces. 


Ac 


qu 
e; 


tinomyce 


219857611 


ence 


tale 


ref 


ND 


182453 21838 
Actinomycet 


s; Pseudonoc 


NR_025200.1 
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fe} 


ales; Actin 


ardineae; 


Actinomyces 
7 Actinomyces 
mycineae; 


531540 Bacteria_16S 
stercorarium subsp. 


Clostridiaceae; C 
531540 Bacteria_16S 


2325312 2325261 29 


lostridium. 


2472464 2472405 21 


80 


gi 


leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 


219857512 
ribosomal 


Clostridium 
uence 2325260 2326777 


ref 
RNA, 


NR_025100.1 
partial seq 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


80 


gi 


219857401 


ref|NR_024989.1| Smithella propionica 


strain LYP 16S ri 
Proteobacteria; D 


531540 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


531540 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


531540 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


531540 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


531540 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


531540 Bacteria_16S 
n BC361 16S ribosomal RNA, partial seq 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


531540 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


531540 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


531540 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


531540 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


531540 Bacteria_16S 


bosomal RNA, partial sequence 
eltaproteobacteria; 
2526731 2526674 29 


86 gi 


tes; Clostridia; Clostridiales; Peptoc 
2568832 2568769 23 86 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2856609 2856558 29 80 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2870533 2870478 26 81 gi 


lales; Bacillaceae; Bacillus. 

3003053 3002998 30 85 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3012001 3011946 26 81 gi 


ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3237429 3237372 29 86 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


3417948 3417893 30 85 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


3554241 3554186 30 85 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 
3569369 3569314 30 85 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

3573919 3573864 30 
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in S1 16S ribosomal RNA, partial seque 


S; 


ne 
oc 


se 


di 


na 


ne 
ri 


ue 
A 


eq 
a; 


qu 


, 


ab 
ri 


eq 
ri 
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ales; Cl 


219856886 
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dales; X 


219856877 
6S ribosomal RNA, partial sequence 2870477 28720 


219846921 
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llales; 
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219846632 
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219846540 


sequence 
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hace 
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Desu 
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ref 


Acet 
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bact 
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Acet 


73 2528174 Desul 


2568768 25702 
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97 3004478 Gluco 


3011945 301344 
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3417892 34193 


3569313 3 


ae; Smithell 
NR_024947.1 
£ 
1lfotomaculu 
NR_024919.1 
4 
idiaceae; Cl 
NR_024705.1 

° 
omonadaceae; 
NR_024696.1 


NR_026513.1 
n 
obacteraceae 
NR_026507.1 


es; Propioni 
NR_026354.1 


erales; Desu 
NR_026224.1 
6 
b 


ales; Aceto 


NR_026121.1 
5707 


obacteracea 
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74 Smithella propionica Bacteria; 


a. 
Desulfotomaculum 


Clostridium 
8 Clostridium 
ostridium. 


monas cissicola 
Xanthomonas. 


Gluconacetobacter 


a 

Marmoricola 
1 Marmoricola 
bacterineae; 


Desulfofustis 
7 Desulfofustis 
1lfobulbaceae; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


, 


NR_026118.1 


strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 


otomaculum alkaliphilum 
m. 


Pseudomonas cissicola 


Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 


acetobacter europaeus 
Gluconacetobacter. 


Gluconobacter oxydans 


531540 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


531540 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


531540 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


531540 Bacteria_16S 


strain F9251 16S 


531540 Bacteria_16S 


strain KMM 3554 1 


531540 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; G 


531540 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


531540 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


531540 Bacteria_16S 


strain HQgoel 16S 


Proteobacteria; D 


531540 Bacteria_16S 


strain DM-2 16S r 


Proteobacteria; D 


531540 Bacteria_16S 


strain ST26 16S r 


531540 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


531540 Bacteria_16S 


strain WPH 179 16 


Bacteroidetes; Ba 


531540 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


531540 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


531540 Bacteria_16S 


strain QH3A7 16S 
Actinobacteria; A 


531540 Bacteria_16S 


3590726 3590671 30 85 gi|219846515|ref|NR_026107.1| Acetobacter 
in LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
eria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 

3663633 3663578 29 84 gi|219846462|ref|NR_026054.1| Mycobacterium 
DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

3797173 3797118 29 84 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
ibosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

3893269 3893218 26 77 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
4167697 4167650 23 70 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
6S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 
4244990 4244935 29 84 gi|219722938|ref|NR_024570.1| Escherichia coli 
ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

83126 83070 29 86 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
somal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
ridiales; Ruminococcaceae; Anaerofilum. 

86155 86099 29 86 gi|265679005|ref|NR_029313.1| Anaerofilum 
ain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
teria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

112098 112044 20 74 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 

ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

113696 113642 20 74 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
ibosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

138110 138056 29 83 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
ibosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 

185289 185231 29 87 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

326989 326927 28 90 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

370713 370667 29 75 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
ain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

430718 430664 30 84 gi| 265678767 |ref|NR_029072.1| Roseomonas gilardii 
in MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
eria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 

488977 488923 29 83 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

516467 516417 26 76 gi| 265678707 |ref|NR_029012.1| Photorhabdus 

thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


luminescens subsp. 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 
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luminescens subsp 
Enterobacteriacea 


531540 Bacteria_16S 


strain Iso-46 16S 
Proteobacteria; G 


531540 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 
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suicloacalis stra 
suicloacalis Bact 


; Enterobacteriaceae; Photorhabdus. 


518033 517983 26 76 gi 
- kayaii strain 1121 16S ribosomal RNA 


265678706 
, complete 
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strain Chj707 16S 
Bacteroidetes; Fl 


ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


- kayaii Bacteria; Proteobacteria; Gammaproteoba 
e; Photorhabdus. 
586421 586361 26 86 gi| 265678661 
ribosomal RNA, partial sequence 586359 58785 
ammaproteobacteria; Pseudomonadales; Moraxellace 
731956 731879 8 86 gi| 265678560 
1 RNA, partial sequence 731878 733268 Thioc 
ia; Chromatiales; Chromatiaceae; Thiocapsa. 
772093 772035 29 87 gi| 265678531 
in PPC79 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Lactobacillales; Carnobacteria 
799823 799766 26 83 gi| 265678512 


Flavobacteriaceae; 
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seq 
cter 


NR_029011.1 
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ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028864.1 
apsa rosea Bacte 


ref|NR_028835.1 
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ceae; Atopostipe 
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cteriales; 


Psychrobacter faecalis 
faecalis Bacteria; 

r. 

Thiocapsa rosea strain 
ria; Proteobacteria; 


Atopostipes 
Atopostipes 
s 


ref |NR_028815.1 


Kaistella. 


Kaistella koreensis 


799765 801236 Kaistella koreensis Bacteria; 


531540 Bacteria_ 


strain OS Hl 16S 
Firmicutes; Clos 


531540 Bacteria_ 


conservatrix str 
conservatrix Bac 
Desulforegula. 


531540 Bacteria_ 


sapovorans strai 
Bacteria; Firmic 


531540 Bacteria_ 


strain D2-18 16S 
Firmicutes; Clos 


531540 Bacteria_ 


strain I-273 16S 
Firmicutes; Lact 


531540 Bacteria_ 


peptidovorans DS 
peptidovorans DS 
Dethiosulfovibri 


531540 Bacteria_ 
dysgalactiae subs 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae 


531540 Bacteria_ 


hamburgensis str 
Bacteria; Proteo 


531540 Bacteria_ 


strain SO2 16S r 
Proteobacteria; 


531540 Bacteria_ 


agarivorans stra 
agarivorans Bact 
Pseudoalteromona 


531540 Bacteria_ 


strain KMM 1376 
Proteobacteria; 


531540 Bacteria_ 


halodurans strai 
Bacteria; Proteo 


531540 Bacteria_ 


halophila strain 
halophila Bacter 
Pseudonocardiace 


531540 Bacteria_ 


strain DSM 12358 
Proteobacteria; 


531540 Bacteria_ 


strain ATCC 3558 
Firmicutes; Clos 


531540 Bacteria_ 


thiodismutans st 
thiodismutans Ba 
Desulfonatronum. 


531540 Bacteria_ 


strain ATCC 2917 
Firmicutes; Lact 


531540 Bacteria_ 


strain BG29 16S 
Firmicutes; Clos 


531540 Bacteria_ 


sulfidophilum st 
sulfidophilum Ba 


531540 Bacteria_ 


galactanivorans 
galactanivorans 


531540 Bacteria_ 


didelphis strain 
didelphis Bacter 


531540 Bacteria_ 


16S 849929 849875 29 83 

ribosomal RNA, partial sequence 
tridia; Clostridiales; 
16S 852889 852835 30 84 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


gi 


a 
t 


16S 992669 992615 29 83 gi 
n OM 16S ribosomal RNA, complete sequen 
utes; Clostridia; Clostridiales; Syntro 
16S 1103211 1103153 23 81 gi 
ribosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiales Fa 
16S 1116945 1116891 32 86 gi 
ribosomal RNA, partial sequence 
obacillales; Streptococcaceae; Streptoc 
16S 1171400 1171346 32 86 gi 
M 11002 16S ribosomal RNA, partial sequ 
M 11002 Bacteria; Synergistetes; Synerg 
Oo. 

16S 1322440 1322386 32 86 gi 
p. dysgalactiae strain ATCC 43078 16S 


Streptococcus. 

16S 1364918 1364868 29 79 gi 
ain X14 16S ribosomal RNA, partial sequ 
bacteria; Alphaproteobacteria; Rhizobia 
16S 1486281 1486231 26 76 gi 
ibosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Rhizo 
16S 1753506 1753456 26 76 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


, 


EE 
e 
s 
16S 
1 
Gammaproteobacteria; Oceanospirillales; 
16S 1765607 1765553 26 80 gi 
n 34Alc 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Chromati 
16S 1885972 1885918 29 83 gi 
DSM 44411 16S ribosomal RNA, partial s 


1755061 1755011 26 76 gi 


i 
ae; 
16S 


Saccharomonospora. 
1993978 1993928 26 76 gi 
Gammaproteobacteria; Enterobacteriales; 
16S 2059560 2059526 21 55 gi 
5 16S ribosomal RNA, partial sequence 
tridia; Clostridiales; Eubacteriaceae; 
16S 2235544 2235510 21 55 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


xz 
c 
16S 2258400 2258346 32 86 gi 
8 16S ribosomal RNA, partial sequence 
obacillales; Streptococcaceae; Streptoc 
16S 2337208 2337154 29 83 gi 
ribosomal RNA, partial sequence 
tridia; Clostridiales; 
16S 2338757 2338703 29 
rain BR4 16S ribosomal RNA, 
cteria; Firmicutes; Clostridia; Clostri 
16S 2391945 2391887 28 86 gi 
strain Dsij 16S ribosomal RNA, partial 
Bacteria; Bacteroidetes; Flavobacteria; 
16S 2416416 2416362 32 86 gi 
W94-11374-1 16S ribosomal RNA, partial 
ia; Firmicutes; Lactobacillales; Strept 
16S 2429920 2429870 29 79 gi 
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ribosomal 
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biaceae; 
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6S ribosomal RNA, partial sequence 1755010 17565 
alomonad 
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e; Helioba 
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Flavobact 
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sequence 
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cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 


Syn 


Brady 
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stis. 
ref|NR_028780.1 

852834 854357 
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21 Mogibacterium 
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82 Streptococcus 
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RNA, 
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ref |NR_025338.1 
teriaceae; Serra 
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liobacteriaceae; 
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7 Streptococcus. 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 
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Desulforegula 
sulfobacteraceae; 
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phomonas sapovorans 
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Mogibacterium pumilum 
pumilum Bacteria; 

Mogibacterium. 

Streptococcus pyogenes 
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sulfovibrio 
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Streptococcus 
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Rhizobium huautlense 
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NR_025725.1 
NR_025724.1 
NR_025723.1 
NR_025722.1 
NR_025721.1 
NR_025720.1 
NR_025716.1 
NR_025715.1 
NR_025714.1 
NR_025713.1 
NR_025712.1 
NR_025711.1 
NR_025710.1 
NR_025709.1 
NR_025708.1 
NR_025707.1 
NR_025706.1 
NR_025705.1 


NR_025704.1 


2. 


8 


5 


3 


4 


3 


NR_025703.1 
150819 4152196 


Algoriphagus halophilus strain JC2051 16S ribosomal RNA, partial sequence 
Algoriphagus mannitolivorans strain JC2050 16S ribosomal RNA, partial 


1 
Chitinibacter tainanensis strain S1 16S ribosomal RNA, 


complete sequence 
Bacillus patagoniensis strain PAT 05 16S ribosomal RNA, partial sequence 
Vibrio gallicus strain HT 2-1 16S ribosomal RNA, partial sequence 4103238 
Paenibacillus lactis strain MB 1871 16S ribosomal RNA, partial sequence 
Acholeplasma pleciae strain PS-1 16S ribosomal RNA, partial sequence 
Bartonella chomelii strain A828 16S ribosomal RNA, partial sequence 4107869 
Kribbella jejuensis strain HD9 16S ribosomal RNA, partial sequence 4109294 
Kribbella solani strain DSAl1 16S ribosomal RNA, partial sequence 4110861 
Brevibacterium permense strain VKM Ac-2280 16S ribosomal RNA, partial 
Ulvibacter litoralis strain KMM 3912 16S ribosomal RNA, partial sequence 
Rhodococcus gordoniae strain W4937 16S ribosomal RNA, partial sequence 
Streptococcus minor strain ON59 16S ribosomal RNA, partial sequence 4116858 
Mesoplasma syrphidae strain YJS 16S ribosomal RNA, partial sequence 4118405 
Brevibacterium celere strain KMM 3637 16S ribosomal RNA, partial sequence 
Petrobacter succinatimandens strain 4BON 16S ribosomal RNA, partial 
i etueniseaces psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial 
re marina strain KMM 3905 16S ribosomal RNA, partial sequence 4124587 
Streptomyces africanus strain CPJVR-H 16S ribosomal RNA, partial sequence 
Aestuariibacter halophilus strain JC2043 16S ribosomal RNA, partial 
eee eee salexigens strain JC2042 16S ribosomal RNA, partial 
esta Guaeniaa campisalis strain SF-57 16S ribosomal RNA, partial sequence 
Halobacillus locisalis strain MSS-155 16S ribosomal RNA, partial sequence 
Paracoccus haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 
Spiroplasma velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 
Spiroplasma turonicum strain Tab-4c 16S ribosomal RNA, partial sequence 
Spiroplasma syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 
Spiroplasma sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 
Spiroplasma 


montanense strain HYOS-1 16S ribosomal RNA, partial sequence 


Spiroplasma litorale strain TN-1 16S ribosomal RNA, partial sequence 


Spiroplasma leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 


Spiroplasma lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 


Spiroplasma insolitum strain M55 16S ribosomal RNA, partial sequence 


Spiroplasma helicoides strain TABS-2 16S ribosomal RNA, partial sequence 


Spiroplasma floricola strain 23-6 16S ribosomal RNA, partial sequence 


531540 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


531540 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


531540 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


531540 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


531540 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


531540 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


531540 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


531540 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


531540 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


531540 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


531540 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


531540 Bacteria_16S 


DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 


531540 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


531540 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


531540 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


531540 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


531540 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


531540 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


531540 Bacteria_16S 


strain M175 16S r 
Actinobacteria; A 


531540 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


531540 Bacteria_16S 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


2433007 2432949 28 86 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2445203 2445153 24 74 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2634895 2634843 29 81 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2641093 2641028 21 86 gi 


eltaproteobacteria; Desulfobacterales; 
2695061 2695011 30 80 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2872112 2872058 25 79 gi 


lales; Bacillaceae; Bacillus. 

2873688 2873634 26 80 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
3150742 3150688 1 55 gi 
in KMS2 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


3173616 3173566 26 76 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3313091 3313037 21 75 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


3323778 3323724 26 80 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 
3340431 3340377 26 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


80 gi 


3345005 3344951 26 80 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3348057 3348003 26 80 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3526517 3526459 27 85 

rain DSM 3847 16S ribosomal RNA, 
cteria; Firmicutes; Clostridia; Clostr 
3549627 3549573 25 79 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3873083 3873029 25 79 gi 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Bacillales Family XI. 
4065616 4065582 21 55 gi 


gi 
compl 


eltaproteobacteria; 
4232987 4232933 29 83 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
92107 92052 31 86 gi 
ain PAL-1 16S ribosomal RNA, complete 

teria; Deferribacteres; Deferribactera 
242182 242125 29 86 gi 
ain 73 16S ribosomal RNA, complete seq 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


gi 


531540 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


281317 281284 22 55 gi 


6S ribosomal RNA, partial sequence 2641027 26425 


6S ribosomal RNA, partial sequence 2872057 28735 


3340376 3341852 Micro 


ti 


16S ribosomal RNA, partial sequence 4065569 40669 
Desulfovibrionales; 


4232932 42344 
nebacterin 


uence 
e; Actinomycet 


219857432 
nce 24329 
s; Flavoba 
219857422 
24451 
nadales; 
219857234 
26348 
cteriales; 
219857230 


Desulfoba 
219857191 
nce 26950 
rillales; 

219856876 


219856875 
sequence 
bacillus. 
219846821 
uence 
ria; Desul 
219846805 
31735 
s; Thermoa 
219846711 
equence 

ria; Desul 


219846702 
quence 
tinomyceta 


219846690 
omonospori 


219846687 
e 33449 
ales; Micr 
219846685 
33480 
ales; Micr 
219846558 
ete sequen 
idiales; C 
219846543 
al seque 
idiales; C 
219846313 
38730 
Incertae 

219846175 


; Desulfov 
219846046 


265679001 
sequence 

les; Defer 
265678900 


Alter 


ref|NR_025020.1 
48 2434422 Flavob 
cteriaceae; Fla 
ref|NR_025010.1 
48 2446624 Alishe 

omonadaceae; 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024695.1 


ref |NR_024694.1 

2873633 287517 
ref |NR_026413.1 
150676 315218 
fovibrionales; D 


Ww 


ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026303.1 

3313036 331453 
fovibrionales; D 


ref |NR_026294.1 
3323723 332519 
les; Micromonosp 


ref 
mono 
neae 


NR_026282.1 
spora rosari 


; Micromonos 


ref |NR_026279.1 
50 3346425 Microm 
omonosporineae; 


ref |NR_026277.1 
02 3349477 Microm 
omonosporineae; 


ref |NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref|NR_026135.1 
nce 354957 
lostridiaceae; C 
ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref |NR_025636.1 
22 Mycobacterium 
eae; Mycobacteri 
ref |NR_029309.1 

92051 93594 
ribacteraceae; G 
ref |NR_029208.1 

242123 243639 
ales; Coryne 


265678872 


ribosomal RNA, partial sequence 


ridia; Clostridiales; Eubacteriaceae; 


Vi 


Flavobacterium 
acterium frigidarium 
obacterium. 

Alishewanella fetalis 
wanella fetalis 

Alishewanella. 

Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Desulfocella halophila 


halophila Bacteria; 


focella. 
Saccharibacter 
ribacter floricola 
Saccharibacter. 
Bacillus niacini 


’ 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


, 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Micromonospora 
onospora aurantiaca 
Micromonosporaceae; 


Micromonospora 
lonospora coerulea 
Micromonosporaceae; 


Clostridium 
8 Clostridium 
lostridium. 

Clostridium 
2 3551038 Clostridium 
lostridium. 
Gemella haemolysans 
a haemolysans ATCC 10379 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Geovibrio 
Geovibrio 
eovibrio. 
Mycobacterium 
Mycobacterium 
bacterineae; 


ref |NR_029178.1 


Eubacterium infirmum 


281272 282767 Eubacterium infirmum Bacteria; 
Eubacterium. 


531540 Bacteria_16S 
strain B-3 16S ri 
Firmicutes; Erysi 
531540 Bacteria_16S 
sandarakina strai 
sandarakina Bacte 


Nesterenkonia. 


531540 Bacteria_16S 
antiquum strain V. 
antiquum Bacteria 


Brevibacterium. 


531540 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
Corynebacteriacea 
531540 Bacteria_16S 


strain Muenster 2 


Bacteria; Actinob 
531540 Bacteria_16S 
entanii strain LT 
Proteob 
531540 Bacteria_16S 


Bacteria; 


strain TOD45 16S 
Firmicutes; Bacil 


531540 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; 


lusitanum strain 
Bacteria; 


paurometabolica s 


strain Pull 5.3 1 
Proteobacteria; 


naphthalenovorans 
naphthalenovorans 


531540 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


531540 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


531540 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


531540 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


531540 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


531540 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


531540 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


531540 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


531540 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


531540 Bacteria_16S 


strain 7-2 16S ri 


G 
531540 Bacteria_16S 


Proteob 
531540 Bacteria_16S 


G 
531540 Bacteria_16S 


302565 302504 29 90 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
360261 360208 29 82 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


419841 419784 29 86 gi 
KM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


v 


427643 427594 29 78 gi 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

630407 630350 29 86 gi 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
666842 666787 30 85 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
700047 699994 26 79 

ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
703023 702966 29 


gi 


Paenibacillus 

86 gi 
ammaproteobacteria; Chromatiales; Chro 
738007 737950 29 86 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
739583 739530 29 82 gi 
train YIM 90007 16S ribosomal RNA, par 


Pseudonocardiaceae; 
790595 790538 29 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
796671 796610 26 86 gi 
strain PR-N1l 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
798269 798208 25 86 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
805891 805843 7 56 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

822678 822621 29 86 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
865253 865196 29 86 gi 
ain PCE-M2 16S ribosomal RNA, partial 

teria; Proteobacteria; Epsilonproteoba 


Saccharomonospor 
86 gi 


, 


881688 881631 29 86 gi 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


900067 900014 30 83 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
980159 980102 29 85 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
1001898 1001841 29 86 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1023169 1023116 32 85 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678555 
ence 73794 
riales; 
265678554 


a. 
265678518 


complete sequence 790537 79204 


sychromona 
265678514 
al sequenc 
nibacillac 
265678513 


798207 79971 


elotrichac 
265678508 
ce 80584 
ulfobacter 


265678497 
sequence 
a; Burkhol 
265678468 
sequence 
cteria; Ca 
265678456 
nce 88163 
ales; Micr 


265678444 
e 90001 
hales; Pis 
265678390 
ce 98009 
obacterale 
265678376 


1001834 10033 


ocyclaceae 
265678362 


1023111 10246 


occus. 


1035299 1035242 29 86 gi 
bosomal RNA, partial sequence 


265678354 


Ox 


tial seque 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae 
531540 Bacteria_16S 


5 Lamprocystis 
Lamprocystis. 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028858.1 
nce 739522 


ref |NR_028821.1 
daceae; Psychrom 
ref |NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref |NR_028816.1 
4 Turicibacter 
eae; Turicibacte 
ref |NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref|NR_028771.1 

865186 866674 
mpylobacterales; 
ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 


ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref |NR_028678.1 
; Azovibrio. 
ref|NR_028664.1 
30 Streptococcus 


265678858 |ref|NR_029164.1| Clostridium innocuum 
302503 303977 Clostridium innocuum Bacteria; 
elotrichaceae. 
265678814|ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
265678774|ref|NR_029079.1| Brevibacterium 
sequence 419777 421277 Brevibacterium 
tinomycetales; Micrococcineae; Brevibacteriaceae; 
265678769|ref|NR_029074.1| Corynebacterium 
sequence 427586 429077 Corynebacterium 
; Actinomycetales; Corynebacterineae; 
265678630|ref|NR_028935.1| Kytococcus schroeteri 
e 630349 631823 Kytococcus schroeteri 
ales; Micrococcineae; Dermacoccaceae; Kytococcus. 
265678604] ref |NR_028909.1| Gluconacetobacter 
nce 666786 668269 Gluconacetobacter entanii 
rillales; Acetobacteraceae; Gluconacetobacter. 
265678582 |ref|NR_028887.1| Paenibacillus odorifer 
699985 701422 Paenibacillus odorifer Bacteria; 
265678580 |ref|NR_028885.1| Lamprocystis purpurea 


purpurea Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Saccharomonospora 
740995 


onas. 
Paenibacillus 
Paenibacillus 
us. 


Yr. 


desulfobacterium 
ulfobacteriaceae; 


Cupriavidus 
Cupriavidus 


Sulfurospirillum 


Sulfurospirillum 


Catellatospora 
atospora koreensis 


Micromonosporaceae; 


, 
Sulfurospirillum 
ospirillum barnesii 
aceae; 


mitis Bacteria; 


ref|NR_028656.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 


Psychromonas arctica 
3 Psychromonas arctica Bacteria; 


Turicibacter sanguinis 
sanguinis Bacteria; 


Thermodesulfobacterium 


lderiaceae; Cupriavidus. 


Campylobacteraceae; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 


Sulfurospirillum. 
Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 


Streptococcus mitis 


Herbaspirillum putei 
1035238 1036733 Herbaspirillum putei Bacteria; 


531540 Bacteria_16S 


1036845 1036788 29 


86 


strain 7-1 16S ribosomal RNA, partial sequence 


sanguinis strain 


Brevibacterium. 


1101645 1101593 29 


1132014 1131957 29 


82 


RNA, partial sequence 
cteridae; Actinomycetales; Micrococcineae 


86 


gi 


1036784 10382 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
531540 Bacteria_16S 
strain 14 16S ribosomal 

Actinobacteria; Actinoba 
531540 Bacteria_16S 
CF63 16 
Bacteria; Actinobacteria; 


gi 


1101592 11031 


gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


531540 Bacteria_16S 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinobacteridae; 
531540 Bacteria_16S 
strain JT7304 16S 
Proteobacteria; 
531540 Bacteria_16S 
intestinalis DSM 
13280 Bacteria; Actinobacteria; 


Collinsella. 


531540 Bacteria_16S 
DSM 10542 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Sanguibacter. 
531540 Bacteria_16S 
bermudensis HTCC2503 16S ribosomal RNA, partial sequenc 
HTCC2503 Bacteria; 
531540 Bacteria_16S 
maritimus strain 


Bacteria; 


Bacteria; 


Mogibacterium. 
531540 Bacteria_16S 
ATCC 49176 strain 
ATCC 49176 Bacteria; 
531540 Bacteria_16S 
strain T4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 
531540 Bacteria_16S 1683335 1683286 25 74 gi| 219878419 
lacusfryxellense strain C/C-an/B1 16S ribosomal RNA, partial sequ 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; 
531540 Bacteria_16S 1697115 1697058 29 86 gi| 219878409 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacterium. 

531540 Bacteria_16S 1707834 1707785 25 74 gi| 219878402 


strain OSBAC1 16S 
Proteobacteria; 
531540 Bacteria_16S 
strain DSM 13256, 


Thermotogae; 


531540 Bacteria_16S 2051933 2051876 29 86 gi| 219878157 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Mycobacteriaceae; Mycobacterium. 

531540 Bacteria_16S 2061081 2061024 29 86 gi| 219878149 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chr 
531540 Bacteria_16S 2259989 2259932 29 86 gi| 219857559 


Proteobacteria; Gammaproteobacteria; Pseudomo 
531540 Bacteria_16S 
coelescens strain 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
531540 Bacteria_16S 
neglectum strain 
Firmicutes; 


Thermotogales; Thermotogaceae; Thermosipho 
531540 Bacteria_16S 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, part 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Amycolatopsis. 


1138068 1138011 29 86 gi 
Actinomycetales; Micrococcineae; Micr 
1151676 1151623 29 82 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; P 
1203220 1203163 29 86 gi 
13280 16S ribosomal RNA, partial seque 
Coriobacteridae; Coriob 


1348502 1348449 29 82 gi 


1390599 1390542 29 86 gi 


Proteobacteria; Alphaproteobacteria; 
1422269 1422216 26 79 gi 
Pi2-20 16S ribosomal RNA, partial sequ 


1426916 1426863 29 82 gi 
AS 4.1594 16S ribosomal RNA, partial 


Streptomyces. 


1446994 1446933 23 84 gi 
P9a-h 16S ribosomal RNA, partial seque 


Firmicutes; Lactobacillales; Aeroc 
1628467 1628422 29 74 gi 


ribosomal RNA, partial sequence 


1915961 1915912 25 74 gi 
16S ribosomal RNA, partial sequence 


1925231 1925174 29 86 gi 


1151622 11530 


1348448 13499 


Clostridia; Clostridiales; Clostridiales Fa 
1510314 1510257 29 86 gi| 219846273 
GIFU 12707 16S ribosomal RNA, complete sequence 


1628419 16298 


1707781 17092 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


265678353 


265678308 


253680768 
11319 
Micr 


253680764 


obacteriac 
253680755 


sychromona 
228715356 
nce 12031 
acteriales 


228720600 


ales; Micr 
228716336 
e 13905 
Parvularc 
224581443 
ence 14222 
nadales; M 
224581440 
sequence 

Actinomyce 


224581422 
nce 14469 


occaceae; 
219878457 


219878250 
19159 
219878244 
ial sequen 
; Actinomy: 


ref |NR_028655.1 


Curvibacter. 
NR_028610.1 


ae; 
ref 


; Microbacteriac 
ref|NR_028016.1 
55 1133449 Brevib 
ococcineae; 


ref 
onia 


NR_028012.1 
rubra Bacte 
eae; Leifsonia. 
ref|NR_028003.1 
67 Psychromonas 
daceae; 
ref|NR_027528.1 
62 1204620 Collin 
; Coriobacterine 


ref|NR_027595.1 


ococcineae; Sang 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 
ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


ref|NR_027203.1 
32 1448409 Mogiba 
mily XIII. Incer 


ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella. 
ref|NR_025558.1 
ence 168328 
Clostridiaceae; 
ref|NR_025548.1 
56 1698545 Microb 
ococcineae; Micr 


ref|NR_025541.1 
Rheinheimera. 

ref|NR_025389.1 
11 1917433 Thermo 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


ref |NR_025288.1 

2061023 206241 
omatiales; Chrom 
ref|NR_025147.1 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Brevibacterium 
acterium sanguinis 


Brevibacteriaceae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Psychromonas kaikoae 


kaikoae Bacteria; 
Psychromonas. 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Sanguibacter keddieii 


42 Sanguibacter keddieii DSM 10542 


uibacteraceae; 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Psychrobacter 
obacter maritimus 
ychrobacter. 
Streptomyces 
6 Streptomyces 
cineae; 


Mogibacterium 
cterium neglectum 


tae Sedis; 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Methylocella tundrae 


tundrae Bacteria; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Rheinheimera baltica 


61 Rheinheimera baltica Bacteria; 


Thermosipho geolei 
sipho geolei Bacteria; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Lamprocystis 
5 Lamprocystis 
atiaceae; Lamprocystis. 


Streptomyces 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


Streptomyces. 


Streptomycineae; 


531540 Bacteria_16S 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
531540 Bacteria_16S 
16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pa 


strain Pl 16S rib 
Proteobacteria; D 


strain ATCC49733 


Proteobacteria; G 


531540 Bacteria_16S 
n DSM 3223 16S ribosomal RNA, partial 


sapomandens strai 
Sapomandens Bacte 


531540 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


531540 Bacteria_16S 
AL3 16S ribosomal RNA, partial sequence 


aerophilum strain 
Bacteria; Proteob 


531540 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


531540 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


531540 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


531540 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


531540 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


531540 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


531540 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


531540 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


531540 Bacteria_16S 


narugense strain 
Bacteria; 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


531540 Bacteria_16S 


strain IFO 16238 


strain IFO 16235 


ruminantium Bacte 


531540 Bacteria_16S 
in DSM 1292 16S ribosomal RNA, partial 
Clostridia 


sartagoforme stra 


sartagoforme Bacteria; 
531540 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


531540 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


531540 Bacteria_16S 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, parti 


aotearoense Bacte 
Incertae Sedis; 


Firmicutes; 
531540 Bacteria_16S 

ain NA10B 16S ribosomal RNA, partial s 
Betaproteobacte 


2267770 2267709 21 


2363103 2363046 29 


2428449 2428396 29 


Firmicutes; Clostridia; 
2466439 2466382 29 


ria; 


ridia; Clostridiales; 
2467982 2467929 30 


Clostridia; 
2748993 2748936 29 
teria; Proteobacteria; 


2838013 2837960 29 


2839574 2839521 29 


2921117 2921060 29 


Firmicutes; Clostridia; 
3036267 3036218 24 


ria; 


Firmicutes; Clostridia 
3285714 3285673 23 


ridia; Clostridiales; 
3302520 3302463 29 
6S ribosomal RNA, 
lales; Salinicoccus. 

3322245 3322196 25 
Firmicutes; 


ria; Clostridia; 


Thermoanaerobacterium. 


531540 Bacteria_16S 


3381727 3381670 29 


82 


ribosomal RNA, partial sequence 


Thermoanaerobacterale 


86 


82 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
531540 Bacteria_16S 


82 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
531540 Bacteria_16S 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 
Clostridi 


86 


73 


, 


64 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridiaceae; 


86 


complete sequence 3302462 33040 


74 


Thermoanaerobactera 


86 


thalassica strain ATCC 33146 16S ribosomal RNA, 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Methylophaga. 


gi|219857554 
2267708 22692 


24679 


Ss; 
219857154 

equence 

ria; 


gi 


gi| 219856898 
69 
occineae; 
gi| 219856897 
12 
occineae; 
gi| 219856842 
ales; 
219846898 
sequence 
les; Clo 


219846730 


gi 


gi 
40 
Clostridium. 
gi|219846719 
04 


219846704 
al sequenc 


gi 
e 


gi|219846661 
complete sequence 


ref 
26 Desulfofaba hansenii Bacteria; 


28 2469361 Thioa 


Thermodesul 
ref 


Burkholde 


ref 


ref 


ref 


Eubacter 


stri 
ref 


ref 


ref 
les; 


ref 


NR_025142.1| Desulfofaba hansenii 


Desulfobacteraceae; Desulfofaba. 
86 gi|219857485|ref|NR_025073.1| Haemophilus felis 
76 Haemophilus felis Bacteria; 
steurellaceae. 
82 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
sequence 2428395 2429818 Desulfotomaculum 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
86 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
2466381 2467877 Clostridium fimetarium Bacteria; 
Clostridiaceae; Clostridium. 
83 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 


lkalimicrobium aerophilum 


acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
2523720 2523669 29 80 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 

2575066 2575009 29 86 gi|219857284|ref|NR_024915.1| Taylorella 
rain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 

2591992 2591939 29 82 gi|219857273|ref|NR_024904.1| Enterococcus dispar 

16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

2599564 2599507 29 86 gi|219857268|ref|NR_024899.1| Mannheimia 
in ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
eria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

2601118 2601061 29 86 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 
ribosomal RNA, partial sequence 2601060 2602563 Mannheimia ruminalis Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

2602672 2602615 29 86 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
bosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

2604226 2604169 29 86 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 
ibosomal RNA, partial sequence 2604168 2605671 Mannheimia glucosida Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

2638037 2637980 29 86 gi|219857232|ref|NR_024860.1| Actinobacillus 
in 130Z 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
eria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 

2738860 2738811 29 78 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 


fobiaceae; Thermodesulfobium. 
NR_024782.1| Diaphorobacter 
2748935 2750455 Diaphorobacter 
riales; Comamonadaceae; 


NR_024717.1| Agromyces bracchium 
Agromyces bracchium Bacteria; 
Microbacteriaceae; Agromyces. 
NR_024716.1| Agromyces luteolus 
Agromyces luteolus Bacteria; 
Microbacteriaceae; Agromyces. 
NR_024661.1| Eubacterium 
2921059 2922566 Eubacterium 
iaceae; Eubacterium. 
NR_026490.1| Clostridium 
3036217 3037686 Clostridium 
diaceae; Clostridium. 
NR_026322.1| Clostridium pascui 
Clostridium pascui Bacteria; 


Salinicoccus roseus 
roseus Bacteria; 


NR_026311.1 
Salinicoccus 


NR_026296.1| Thermoanaerobacterium 
3322195 3323672 Thermoanaerobacterium 
Thermoanaerobacterales Family III. 


NR_026253.1| Methylophaga 
3381669 3383157 Methylophaga 


531540 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 


ruminis strain DS 
Bacteria; Firmicu 


531540 Bacteria_16S 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


531540 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


531540 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


531540 Bacteria_16S 


strain IC079 16S 


Proteobacteria; G 


531540 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


531540 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


531540 Bacteria_16S 


strain RB 16S rib 
Proteobacteria; A 
fever group. 


531540 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


531540 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


531540 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


531540 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


531540 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


531540 Bacteria_16S 


strain DM-82 16S 
Proteobacteria; A 


531540 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


G 
531540 Bacteria_16S 


3383266 3383209 29 86 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3444400 3444351 29 78 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3616632 3616572 29 89 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ci 


en 
ne 


ce 
al 


3630007 3629962 29 74 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3640714 3640657 29 86 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3660574 3660517 29 86 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
3693974 3693917 29 86 gi 


gi 


v 


qu 
e; 


v 


gi 


ammaproteobacteria; Pasteurellales; Past 
3717899 3717842 29 86 gi 
DSM 6132 16S ribosomal RNA, partial s 


ia; Proteobacteria; Gammaproteobacteri 


eq 
a; 


3780652 3780595 29 
osomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ric 


86 gi 


ke 


3789598 3789541 29 86 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
3815458 3815401 29 86 gi 
rain R3 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Gammaproteobac 


gi 


ue 
te 


3824662 3824605 29 86 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3871496 3871443 25 78 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3931431 3931374 29 86 gi 
IFU 12706 16S ribosomal RNA, complete 
Firmicutes; Lactobacillales; Carnoba 
3937234 3937193 23 64 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
4077713 4077656 29 86 gi 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 


11 


Incertae Se 
se 
ct 


, 


ho 


ue 
le 


531540 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


531540 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


531540 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


531540 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


531540 Bacteria_16S 


4121582 4121525 29 86 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


s 
ct 


4166215 4166174 23 64 gi 
KMM 3584 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


qu 


’ 


219846660 


219846613 


219846494 


219846485 
3629961 36314 


219846478 


219846464 
3660516 36619 


219846441 
6S ribosomal RNA, partial sequence 3693916 36953 


219846424 


219846376 
3780594 37820 


219846370 
3789540 37910 
219846352 
219846346 
219846314 
3871442 38729 
219846272 
219846267 
3937190 39385 


219846167 


219846135 


219846102 


33832 
ricketts 


ce 34443 
llaceae; 


36165 
Cory 


es; 
Geobacte 


ence 


eromonad 


eurellac 


uence 
Chromat 


ttsiacea 


A 


aceae; 


nce 


ria; Chr 


38245 
ales; Pa 


dis; Gem 


quence 
eriaceae 


dobacter 


nce 
s; Pepto 
equence 
eria; Rh 


ence 
Rhodobac 


4239058 4239013 29 74 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
46878 46830 26 74 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
72784 72732 30 82 gi 


nc 
le 


nc 
ir 


219846042 


265679032 


265679015 


e 42390 
s; Methy 


e 46828 
illales; 


ref 


ref 


Suc 
ref 


ref 


ref 


ref 


ref 


eae. 
ref 


ref 
e; 
ref 


chol 
ref 


omat 
ref 


steu 
ref 


ella 
ref 


, Gr 
ref 


acea 
ref 


cocc 
ref 

4 
odoc 


ref 


rs 


tera 


ref 


loba 


asaccharolytica strain 580 16S ribosomal RNA, partial sequence 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 


Pseudonocardia. 


ref 


72731 


08 3384695 Methy 
iace 


50 3445854 Succi 


66 3618027 Mycob 
neba 


3640656 36421 
Actinomycet 


3717841 37193 
iale 


15 Acholeplasma 


3815400 38169 


98 3826078 Aviba 


3931373 39327 


121524 41230 


166170 41675 


11 4240418 Methy 


48321 


NR_026252.1 


ae; Methylo 
NR_026205.1 


ciniclastic 
NR_026086.1 


cterineae; 
NR_026077.1 


ae; Geobact 
NR_026070.1 


ales; Strep 


NR_026056.1 


e; Glacieco 
NR_026032.1 


NR_026015.1 


s; Halothio 


NR_025967.1 


ickettsieae; 


NR_025961.1 


eplasma. 
NR_025943.1 
0 
iales; Halo 
NR_025937.1 


rellaceae; 
NR_025904.1 


NR_025862.1 
7 
anulicatell 
NR_025857.1 


e; 
NR_025757.1 


4077655 407918 
Crypt 


aceae; 
NR_025725.1 
5 
yclales; Rh 
NR_025692.1 
9 
les; Rhodob 
NR_025632.1 
dE 
cteriaceae; 
NR_029340.1 
Alcani 
anivoracace 
NR_029323.1 
74244 


1 
P. 


n 
U 


a 
M 


e 


3 
t 


1 


4 
b 


t 


c 
Avibacterium. 


a 


fo} 


a 


a 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Succiniclasticum 
iclasticum ruminis 
m. 

Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
race 


Ys 
Kitasatospora 

0 Kitasatospora 

omycineae; 


Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 
acea 


a. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 
R 


Rickettsia; spotted 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Avibacterium volantium 
terium volantium 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Granulicatella 
8 Granulicatella 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 
Paracoccu 


Ss 
Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Petrobacter 

2 Petrobacter 
docyclaceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Pseudonocardia 
Pseudonocardia 


531540 Bacteria_16S 
strain FF3 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
531540 Bacteria_16S 
proteolyticus str 


proteolyticus Bac 
Coprothermobacter 


531540 Bacteria_16S 
actinomycetemcomi 
Aggregatibacter actinomycetemcomitans Bacteria; 
P 
531540 Bacteria_16S 
asymbiotica subsp. 


Pasteurellales; 


Enterobacteriales 


531540 Bacteria_16S 
strain 5424 16S r 


145688 145648 24 64 
bosomal RNA, partial sequence 


gi 


202144 202088 26 82 gi 
ain BT 16S ribosomal RNA, partial sequ 


145646 14699 


265678965 


hodobacter 
265678928 
ence 20208 


ref 


ref 


7 203611 Copro 


NR_029273.1 


e; Marinovu 
NR_029236.1 
t 


Marinovum algicola 


3 Marinovum algicola Bacteria; 


acea m. 


Coprothermobacter 


hermobacter 


asteurellaceae; Aggregatibacter. 


399732 399676 30 86 gi 


; Enterobacteriaceae; Photorhabdus. 


447709 447661 30 78 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


531540 Bacteria_16S 


strain Met-12 16S 
Thermotogae; 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


531540 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


531540 Bacteria_16S 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


531540 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
531540 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


531540 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; 


strain NGA 16S ri 
Synergistetes; Sy 


531540 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


531540 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


531540 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


531540 Bacteria_16S 


strain IC166 16S 


Bacteroidetes; Fl 


531540 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


531540 Bacteria_16S 


strain IFM 10084 


531540 Bacteria_16S 


strain R-4069 16S 


Proteobacteria; G 


ammaproteobacteria; Vibrionales; Vibrionaceae; V 
675964 675908 30 86 gi| 265678598 
bosomal RNA, partial sequence 675861 67745 
nergistia; Synergistales; Synergistaceae; Anaero 
710301 710241 26 86 gi| 265678575 

16S ribosomal RNA, partial sequence 71023 
ammaproteobacteria; Alteromonadales; Moritellace 
721139 721091 26 74 gi| 265678567 
ribosomal RNA, partial sequence 721087 72261 
ammaproteobacteria; Enterobacteriales; Enterobac 
775237 775185 32 84 gi| 265678529 
ibosomal RNA, partial sequence 775183 77669 

bacillales; Streptococcaceae; Streptococcus. 

1027675 1027643 28 60 gi| 265678359 
ribosomal RNA, partial sequence 1027642 10290 
avobacteria; Flavobacteriales; Flavobacteriaceae 
1032223 1032167 30 86 gi| 265678356 

n NRIC 0604 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Lactobacillales; Lactobacillace 
1042987 1042935 26 78 gi| 265678349 

16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
1228818 1228782 19 55 gi| 219878280 
ribosomal RNA, partial sequence 1228770 12302 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
1264942 1264887 26 81 gi| 219846539 


531540 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


531540 Bacteria_16S 


brockii subsp. br 


Ther 
531540 Bacteria_16S 


G 
531540 Bacteria_16S 


450723 450667 30 86 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
481228 481172 29 85 gi 
ain Ben 117 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 


gi 


485848 485800 26 
RNA, partial sequence 

ia; Vibrionales; Vibrionaceae; Vibrio. 
522665 522609 26 82 gi 
ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


74 gi 


528784 528728 29 85 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 
536367 536319 28 76 
osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
615260 615212 26 74 gi 
bosomal RNA, complete sequence 


gi 


Deinoco 
gi 


Clostridium. 
74 gi 


ridiales; Clostridiaceae; 
1313143 1313095 26 
ockii strain HTD4 


teria; Firmicutes; Clostridia; Thermoanaerobacte 
292079 292023 30 86 gi| 265678865 
tans strain 277/49-50(8) 16S ribosomal RNA, part 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


447654 44913 


450666 45216 


485792 487320 Vibri 


528726 53019 


536318 53780 


615203 61674 


265678788 


265678756 


Acetobacte 
265678753 


265678730 
sequence 
ria; Rhodo 


265678727 
265678703 
ence 52260 
ales; Pseu 


265678699 


ccaceae; D 
265678694 


tiliaceae; 
265678641 


228718892 


rales; Thermodesulfobiaceae; 


ref 


NR_029171.1 


Aggregatibacter 


ial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
399669 401215 


ref 
rtia 


NR_029093.1 
1 sequence 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029061.1| Roseomonas gilardii 
5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 

ref|NR_029058.1| Petrotoga mexicana 
9 Petrotoga mexicana Bacteria; 


ref|NR_029035.1| Quatrionicoccus 

481171 482647 Quatrionicoccus 
cyclales; Rhodocyclaceae; 
ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 
ref|NR_029008.1| Pseudonocardia 
2 524095 Pseudonocardia benzenivorans 
donocardineae; Pseudonocardiaceae; 
ref|NR_029004.1| Deinococcus indicus 
2 Deinococcus indicus Bacteria; 
einococcus. 
ref|NR_028999.1| Caminibacter profundus 


2 Caminibacter 
Caminibacter. 
ref|NR_028946.1| Vibrio agarivorans 
4 Vibrio agarivorans Bacteria; 


profundus Bacteria; 


ibrio. 

ref |NR_028903.1| Anaerobaculum mobile 

6 Anaerobaculum mobile Bacteria; 
baculum. 

ref|NR_028880.1| Moritella viscosa 

9 711741 Moritella viscosa Bacteria; 
ae; Moritella. 

ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 
ref|NR_028833.1| Streptococcus sinensis 


4 Streptococcus sinensis Bacteria; 


ref|NR_028661.1| Cellulophaga algicola 
54 Cellulophaga algicola Bacteria; 
; Cellulophaga. 
ref|NR_028658.1| Lactobacillus 
1032165 1033720 Lactobacillus 
ae; Lactobacillus. 
ref|NR_028651.1| Nocardia higoensis 


30 Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 

ref|NR_026131.1| Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


ref 


16S ribosomal RNA, partial sequence 


NR_027577.1| Thermoanaerobacter 
1313094 1314606 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


rales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 


531540 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


531540 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


531540 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


531540 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


531540 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


531540 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


531540 Bacteria_16S 


strain SPR2 16S r 
Actinobacteria; A 


531540 Bacteria_16S 


strain ME102 16S 


Proteobacteria; G 


531540 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


531540 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


531540 Bacteria_16S 


carotovorum subsp 


Enterobacteriales 


531540 Bacteria_16S 


strain PK-Blue 16 
Actinobacteria; A 


531540 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


531540 Bacteria_16S 


strain IBS 193 16 
Proteobacteria; A 


531540 Bacteria_16S 


nitratis strain A 
Bacteria; Proteob 


531540 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


531540 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


531540 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


531540 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


531540 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


531540 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


1381623 1381575 26 74 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1640569 1640521 26 74 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


gi 


1642131 1642083 26 74 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1643692 1643644 26 74 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1692431 1692387 29 73 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1756627 1756575 29 81 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1758173 1758121 29 81 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1861334 1861286 26 74 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1989339 1989291 26 74 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


gi 


2009395 2009347 26 74 


gi 
ammaproteobacteria; Enterobacteriales; 
2027265 2027217 26 74 gi 
odoriferum strain LMG 17566 16S ribo 


; Enterobacteriaceae; Pectobacterium. 


2167337 2167281 29 85 gi 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2218841 2218793 26 74 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


2296538 2296490 26 74 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2469465 2469413 29 81 gi 
LJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2510121 2510069 26 78 gi 

16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


2528274 2528226 26 74 


gi 
ammaproteobacteria; Pseudomonadales; P 
2534360 2534308 29 81 gi 
Ben 108 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
Friedmanniella. 

2561220 2561169 26 78 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2573481 2573429 21 73 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


2582610 2582559 26 78 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


531540 Bacteria_16S 


2610430 2610374 30 86 gi 


di 


eq 
ri 


se 


se 


eq 


ia 


sy 


ne 


ie) 


al 
te 


E 


so 


pt 


ti 
ac 


ne 


ce 


al 


al 


se 


ue 
ct 


se 


ue 


na 


228717104 
1381574 13830 


219878449 


219878448 
1642082 16435 


219878447 
1643643 16451 


219878412 
219878367 
1756574 17580 


219878366 
1758120 17596 


219878293 
1861284 18627 


219878202 


219878189 
6S ribosomal RNA, partial sequence 2009346 20108 


219878177 


219857623 
2167280 21687 


219857586 


219857532 
2296489 22979 


219857403 


219857370 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 


219857354 


219857336 


219857285 
ia; 


219857279 


omarinac 


uence 
a; Pseud 


udomonad 


udomonad 


uence 


les; Pep 


chromona 


bacterin 


leiphila 


sequenc 
ria; Ent 


nterobac 


mal RNA, 


omycinea 


al seque 
teria; P 


llaceae; 


24694 
es; Ecto 
25100 


es; Stre 


udomonad 
nce 

inomycet 
25611 


udomonad 


nce 
Desulf 


v 


25825 
dales; P 


ref|NR_027560.1 
eae; Idiomarina. 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 
acea 
ref 


e; Pseudomon 
NR_025586.1 


aceae; Pseudomon 
ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_025506.1 
69 Psychromonas 
daceae; Psychro 
ref|NR_025505.1 


Gordoniacea 
NR_025432.1 


eae; 
ref 
ceae; Oleiphilus 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 


ref |NR_025328.1 
teri 
ref 
par 


aceae; Butti 
NR_025316.1 
tial sequenc 


ref|NR_025212.1 
69 Streptomyces 
e; Streptomyceta 
ref|NR_025174.1 
nce 221879 
seudomonadales; 
ref|NR_025120.1 
Bartonella. 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref|NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 


, 


ref |NR_024946.1 
aceae; Pseudomon 
ref |NR_024942.1 

2534307 253578 
ales; Propioniba 


v 


ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024916.1 

2573428 257495 
ovibrionales; De 


ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 


219857258 


ref|NR_024889.1 


Idiomarina baltica 


49 Idiomarina baltica 0S145 Bacteria; 


Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Desulfosporosinus 

7 Desulfosporosinus 

ulfosporosinus. 

Psychromonas profunda 


profunda Bacteria; 
monas. 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Buttiauxella brennerae 


50 Buttiauxella brennerae Bacteria; 


auxella. 
Pectobacterium 
e 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Pseudomonas 

2 2220307 Pseudomonas 

Pseudomonadaceae; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Thioalkalivibrio 

kalivibrio nitratis 

ae; Thioalkalivibrio. 
Nocardiopsis trehalosi 

iopsis trehalosi 
Nocardiopsaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Friedmanniella 

3 Friedmanniella 

cterineae; 


Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Prauserella rugosa 


strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


531540 Bacteria_ 


16S 2702746 2702690 25 81 gi 


219857186 


desulfurans strain St55B 16S ribosomal RNA, partial sequence 


desulfurans Bacte 
531540 Bacteria_ 


strain ATCC 4996 
Bacteria; 


531540 Bacteria_ 
strain DS1 16S ri 
Clost 


Firmicutes; 


531540 Bacteria_ 


strain 4-87 16S 
Proteobacteria; 


531540 Bacteria_ 


histidinovorans 
histidinovorans 


531540 Bacteria_ 
africanus strain DSM 2603 16S ribosomal RNA, partial se 
africanus Bacteria; Proteobacteria; Deltaproteobacteria 


Desulfovibrio. 


531540 Bacteria_ 


hydrogenovorans 
hydrogenovorans 
Desulfonatronovi 


531540 Bacteria_ 
municipale strain 
municipale Bacter 
Pseudonocardiaceae; Thermocrispum. 
531540 Bacteria_ 


strain DSM 286 1 
Firmicutes; Clos 


531540 Bacteria_ 


Proteob 


Deinococcus-Thermus; Deinococci; 
2858159 2858111 26 74 gi 
16S ribosomal RNA, partial sequence 


ria; 
16S 

8 
16S 3034744 3034704 24 64 
bosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 
16S 3072519 3072471 26 74 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 3087651 3087619 23 55 gi 
strain Z-7940 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clost 
16S 3241942 3241894 8 55 gi 


gi 


1 


v 


16S 3243504 3243448 1 55 gi 


strain Z-7935 16S ribosomal RNA, partial 


Th 
219856885 


feuk 


ermale 


285 


acteria; Gammaproteobacteria; Pseudomonadales; 
219846899 
3034695 30361 
ostridium. 
219846873 
3072467 30738 
B 
219846863 


alneat 


sequen 


ridiales 
219846759 
quence 


Desulf 


219846758 


sequen 


Bacteria; Proteobacteria; Deltaproteobacteria; 


brio. 

16S 3493313 3493261 29 81 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
16S 3532554 3532518 19 55 

6S ribosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 
16S 3584485 3584437 30 78 gi 


gi 


219846580 
sequence 
Ac 


tinomy' 


219846554 
3532506 35339 
Sa 
219846519 


rcina. 


faecium strain ACM 3679 16S ribosomal RNA, partial sequence 358 


Bacteria; Firmic 


531540 Bacteria_ 


strain NCFB 2890 
Firmicutes; 


anatipestifer st 


anatipestifer Bac 
531540 Bacteria_ 
aggregatus strain 
Bacteria; Actinob 


Blastococcus. 


531540 Bacteria_ 


strain MB-G2 16S 


cosmeticum Bacte 
Mycobacteriaceae 


531540 Bacteria_ 


strain BC-3 16S 
Tenericutes; Mol 


531540 Bacteria_ 
velocicrescens st 
velocicrescens Bacteria; 
531540 Bacteria_ 
strain Tab-4c 16S 


Tenericutes; Mol 


531540 Bacteria_ 
syrphidicola stra 
syrphidicola Bacteria; 
531540 Bacteria_ 
sabaudiense strai 
sabaudiense Bacte 
531540 Bacteria_ 
strain HYOS-1 16S 


Tenericutes; Mol 


531540 Bacteria_ 


strain TN-1 16S 
Tenericutes; Mol 


utes; 
16S 


Clostridia; 
3613542 3613486 29 85 gi 
Carnobacteriaceae; Alloioc 
16S 3702976 3702916 26 86 gi 
rain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
16S 3839685 3839633 29 81 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


16S 3954881 3954841 24 64 
ribosomal RNA, partial sequence 


gi 


16S 4038494 4038442 29 81 gi 
ria; Actinobacteria; Actinobacteridae; 
; Mycobacterium. 

16S 4079295 4079235 29 89 
ribosomal RNA, partial sequence 
licutes; Entomoplasmatales; 
16S 4135235 4135175 29 89 gi 
rain MQ-4 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 
4136800 4136740 29 89 
ribosomal RNA, partial sequence 
licutes; Entomoplasmatales; 
16S 4138366 4138306 29 

in EA-1 


gi 


16S gi 


89 gi 
Tenericutes; Mollicutes; Entomop 
16S 4139932 4139872 29 89 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
16S 4141498 4141438 29 89 gi 
ribosomal RNA, partial sequence 
licutes; Entomoplasmatales; 
16S 4143062 4143002 29 89 

ribosomal RNA, partial sequence 
licutes; Entomoplasmatales; 


gi 


Clostridiales; Veillone 


oc 

219846434 
ia 
la 

219846335 
ce 
al 


ho 
219846197 


qu 
Ac 


4079234 40 


Spiroplasmata 


4136739 41 
Spiroplasmata 


4141437 41 
Spiroplasmata 


llacea 


219846496 
16S ribosomal RNA, partial sequence 3613485 36150 
Lactobacillales; 
531540 Bacteria_ 


cus. 


1 sequ 
vobact 


383 


es; Fr 


219846255 
3954838 39562 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
531540 Bacteria_ 
cosmeticum strain LTA-388 16S ribosomal RNA, partial se 


dobact 


ence 
tinomy 


219846166 


8 


ceae; 


219846123 
eq 
Entomop 
219846122 


uence 
lasmat 


3 


ceae; 


219846121 
16S ribosomal RNA, partial seque 
la 
219846120 
eq 
as 
219846119 


nce 
smatal 
uence 
matale 
4 
ceae; 


219846118 
4143001 4144516 Spiroplasma litorale Bacteria; 
Spiroplasmataceae; 


ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref|NR_024704.1 


Ss; 


81 
Pseudomonadaceae; 


ref|NR_026491.1 


ref|NR_026465.1 
LLRs 
ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref |NR_026351.1 
3241884 324339 
ovibrionales; Desu 


ce 


’ 


ref|NR_026350.1 
3243444 324494 
sulfovibrionale 


ce 
De 


ref|NR_026172.1 
3493260 349458 
cetales; Pseudonoc 


ref|NR_026146.1 


ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026088.1 
09 Alloiococcus 


44 
e; 


ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_025925.1 
9632 3841072 Blasto 
ankineae; Geoderma 


en 
er 


ref|NR_025845.1 


eraceae; Rhodovulu 
ref |NR_025787.1 

4038441 403994 
cetales; Corynebac 
ref|NR_025756.1 
07 
Sp lasma. 
NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


irop 
ref 
4 
es; 
ref 


al 


82 
Sp lasma. 
ref|NR_025711.1 
4138305 413982 
Spiroplasmatac 
ref|NR_025710.1 

4139871 414138 
Spiroplasmatace 
ref|NR_025709.1 


irop 


es; 


S; 


29 


Spiroplasma. 


ref 


s: 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Pseudomonas lundensis 


10 2859620 Pseudomonas lundensis 


Pseudomonas. 
Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Natronincola 
0 Natronincola 
Natronincola. 
Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 
Thermocrispum 
8 Thermocrispum 
ardineae; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Alloiococcus otitis 


otitis Bacteria; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Blastococcus 
coccus aggregatus 
tophilaceae; 


Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Mycobacterium 

7 Mycobacterium 

terineae; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


NR_025708.1 


Spiroplasma. 


Spiroplasma litorale 


531540 Bacteria_16S 


leptinotarsae strain LD- 


4144628 4144568 29 


89 
1B 16S ribosomal RNA, partial sequence 


gi 


219846117 


ref|NR_025707.1| Spiroplasma 
4144567 4146083 Spiroplasma 


leptinotarsae Bac 
531540 Bacteria_16S 
lampyridicola str 
lampyridicola Bac 
531540 Bacteria_16S 
strain M55 16S ri 
Tenericutes; Moll 
531540 Bacteria_16S 
strain TABS-2 16S 
Tenericutes; Moll 
531540 Bacteria_16S 
strain CUAS-1 16S 
Tenericutes; Moll 
531540 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Moll 
531540 Bacteria_16S 
strain EC-1 16S r 
Tenericutes; Moll 
531540 Bacteria_16S 
chrysopicola stra 
chrysopicola Bact 
531540 Bacteria_16S 
strain CCH 16S ri 
Tenericutes; Moll 
531540 Bacteria_16S 
alleghenense stra 
alleghenense Bact 
531540 Bacteria_16S 
paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas. 
531540 Bacteria_16S 
strain 1502-91 16 
Bacteroidetes; 
531540 Bacteria_16S 
condimenti strain 
Firmicu 
531540 Bacteria_16S 
aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 
531540 Bacteria_16S 
strain Prevot 247 


Bacteria; 


Bacteria; 


teria; 


eria; 


ain KMM 3548 16S ribosomal RNA, partia 
teria; 


S ribosomal RNA, partial sequence 
avobacteria; 


tes; 


n Aspo2 16S ribosomal RNA, partial seq 
ria; 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
531540 Bacteria_16S 
kaustophilus stra 
kaustophilus Bact 
531540 Bacteria_16S 
A strain ELTDK 10 
Firmicu 
531540 Bacteria_16S 
strain ATCC 33779 
Bacteroidetes; 
531540 Bacteria_16S 
lavamentivorans s 
lavamentivorans B 
Parvibaculum. 

531540 Bacteria_16S 
saerimneri strain 
saerimneri Bacter 
531540 Bacteria_16S 


in BD 53 16S ribosomal RNA, partial se 
eria; 


3 16S ribosomal RNA, partial sequence 
tes; 
cteroidia; 


train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


ia; 


Tenericutes; Mollicutes; 


Tenericutes; Mollicutes; 
4214813 4214765 26 74 


gi 
Proteobacteria; 


27257 27222 28 63 gi 
27210 
Flavobacteriales; 
39241 39180 25 86 gi 
F-2 16S ribosomal RNA, complete sequence 
Bacillales; Staphylococcus. 
95321 95270 21 72 gi 


Proteobacteria; Deltaproteobacteria; 


125970 125919 29 80 gi 


219240 219185 26 81 gi 
Firmicutes; Bacillales; 

313369 313318 25 76 gi 
Clostridia; Clostridiales; 
325465 325403 28 90 gi 
16S ribosomal RNA, partial sequence 

Bacteroidales; Prevotellaceae; 
381354 381307 29 76 gi 


410566 410511 26 81 gi 


Firmicutes; Lactobacillales; 


589403 589364 25 64 gi 


Entomoplasmatales; S 


Entomoplasmatales; 
219846064 
1 sequence 
Gammaproteobacteria; Alteromo 


265679045 


Flavobacteriaceae; 
265679037 


265678999 
uence 


265678978 


nomycineae; 
265678916 
quence 

Bacillaceae; 
265678851 


Clostridiaceae; 
265678843 


265678780 
GDA154 16S ribosomal RNA, partial sequence 410506 412073 
Lactobacillaceae; L 
265678659 


Sp 
ref 


ref 
28718 
Co 
ref 
39179 


ref 
Desulfovib 


ref 


4214764 421626 
Pseudoalteromonadaceae; 


40723 


95265 
rionales; Desulfovibrionaceae; 


NR_025654.1 
nadales; 
NR_029353.1 


enonia. 
NR_029345.1 


NR_029307.1 
96764 


NR_029286.1 


piroplasmataceae; 


iroplasmataceae; 


Spiroplasma. 


4146195 4146135 29 89 gi|219846116|ref|NR_025706.1| Spiroplasma 
ain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4147760 4147700 29 89 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4149325 4149265 29 89 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4152308 4152248 29 89 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 

ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4153874 4153814 29 89 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4155439 4155379 29 89 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4157005 4156945 29 89 gi|219846109|ref|NR_025699.1| Spiroplasma 
in DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4158571 4158511 29 89 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
bosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4160136 4160076 29 89 gi| 219846107 |ref|NR_025697.1| Spiroplasma 
in PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 


Spiroplasma. 
Pseudoalteromonas 
9 Pseudoalteromonas 


Coenonia anatina 


Coenonia anatina Bacteria; 


Staphylococcus 


Staphylococcus condimenti 


Desulfovibrio 
Desulfovibrio 


Actinomyces meyeri 


125918 127358 Actinomyces meyeri Bacteria; 


Ac 
ref 


ND 


Geobacill 
ref 


19184 220608 


NR_029224.1 


us. 
NR_029157.1 


tinomycetaceae; Actinomyces. 


Geobacillus 
Geobacillus 


Clostridium botulinum 


313315 314767 Clostridium botulinum A 


Clos 
ref 


tridium. 
NR_029148.1 


Prevotella veroralis 


325398 326875 Prevotella veroralis Bacteria; 


Prevotella. 
265678800 

sequence 

cteria; 


ref 


Rhizob 


ref 


ref 


381306 382756 


strain 3WC2 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
531540 Bacteria_16S 
strain WoG13 16S 
Firmicutes; 
531540 Bacteria_16S 


Clostridiales; 
665294 665237 29 


Clostridiales; 
795084 795041 31 


589361 59079 


Clostridiaceae; 
86 

ribosomal RNA, partial sequence 
Clostridia; 


gi 


gi 


265678605 


665236 66673 
Syntrophomonadac 
74 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 


eae; Pelos 
265678515 


ref 


pora 


NR_029105.1 
iales; Phyll 
NR_029085.1 


actobacillu 
NR_028964.1 


n 


NR_028910.1 


ref 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


NR_028818.1 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Lactobacillus 
Lactobacillus 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 
Clostridium. 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Leptospirillum 


795040 796555 Leptospirillum ferriphilum 


531540 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


531540 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


531540 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


531540 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


531540 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
531540 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


531540 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


531540 Bacteria_16S 


diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 


531540 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


531540 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


531540 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


531540 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


531540 Bacteria_16S 


gelidilacus strai 
gelidilacus Bacte 


531540 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


531540 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; G 


531540 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


531540 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


531540 Bacteria_16S 


strain IPT10 16S 


Proteobacteria; B 


531540 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


531540 Bacteria_16S 


sublithincola str 
sublithincola Bac 


531540 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


531540 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


813620 813567 30 83 gi 
acteria; Gammaproteobacteria; Thiotric 
831938 831887 29 80 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
854463 854412 30 81 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

1053618 1053567 29 80 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1147163 1147116 26 73 gi 
34 16S ribosomal RNA, partial sequence 


1190981 1190946 30 65 

ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; Persephone 
1241002 1240967 30 65 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1352990 1352935 30 85 gi 
rain PAl 5 16S ribosomal RNA, partial 
1 5 Bacteria; Proteobacteria; Alphapro 


gi 


1543696 1543661 28 63 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1633022 1632975 26 73 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1700201 1700154 29 76 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
1706300 1706249 25 76 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1712348 1712313 28 63 gi 
n R-8899 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
1928317 1928262 26 81 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
2085552 2085505 26 73 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2152226 2152195 24 55 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


gi 


2230950 2230915 30 65 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 

2329751 2329696 29 84 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2387355 2387308 26 73 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2422589 2422554 28 63 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2434515 2434476 25 64 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2627374 2627323 26 77 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 


531540 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


VO. 


ne 


qu 
di 


ne 


265678503 
e 
hales; 

265678491 
nce 


265678475 
equence 
dae; 


265678341 
uence 


teria; 


253680758 


228715750 


1190944 11924 


lla. 
219878120 


228720330 
sequence 


219857262 


1543657 15451 
eriaceae 


ct 
219878454 
equence 


’ 


219878407 


1700153 17016 
eromonad 


1t 
219878403 


1706248 17077 
ostridiu 


onl 
219878399 
quence 


219878242 


1928261 19297 
itellace 


or 
219878132 


2085504 20870 
Alcanivor 


219857633 
equence 
ria; 


219857578 
nce 22309 
Pe 
219857509 


2329695 23312 


rkholderia 
219857468 
e 23873 
s; Thermoa 
219857443 
sequence 
lavobacter 
219857431 
ence 
ales; Cl 
219857246 
e 26273 
acillus. 


2672670 2672607 23 86 gi 
rain OND 32 16S ribosomal RNA, 


cteria; Firmicutes; Lactobacillales; 


219857207 


complete sequence 
Lactobacillaceae; 


81355 
Pis 


83188 


Enterococ 


Actin 


Campylo 


11471 
nebacterin 


1 sequence 
genotherma 


teobacteri 


Aeromona 


bacteria 


Rhodo 


rsephone 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Enterococcus 
coccus moraviensis 


ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref |NR_028794.1 
6 833394 Entero 
cus. 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 


v 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


ref|NR_028643.1 
1053566 105500 
bacterales; 


ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref |NR_027538.1 
06 Persephonella 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Persephonella marina 
marina EX-H1 Bacteria; 


ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref|NR_027591.1 
1352934 135441 
Rhodospirilla 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Gluconacetobacter 
8 Gluconacetobacter 
a; les; Acetobacteraceae; 
ref|NR_024893.1| Arenibacter latericius 
00 Arenibacter latericius Bacteria; 

; Arenibacter. 
ref|NR_025593.1 


= Oceanisphaera 
1632974 163447 


9 Oceanisphaera 

dales; Aeromonadaceae; Oceanisphaera. 

ref|NR_025546.1| Glaciecola mesophila 

51 Glaciecola mesophila Bacteria; 

aceae; Glaciecola. 

ref|NR_025542.1| Clostridium diolis 

30 Clostridium diolis Bacteria; 

m. 

ref|NR_025538.1 
1712309 171377 


Flavobacterium 
7 Flavobacterium 
les; Flavobacteriaceae; Flavobacterium. 
ref|NR_025381.1| Moritella profunda 
62 Moritella profunda Bacteria; 
ae; Moritella. 
ref|NR_025271.1| Alcanivorax jadensis 
02 Alcanivorax jadensis Bacteria; 
acaceae; Alcanivorax. 
ref|NR_025222.1| Albidovulum 

2152193 2153601 Albidovulum 
bacterales; Rhodobacteraceae; 


ref |NR_025166.1 
13 2232371 Persep 
lla. 
ref |NR_025097.1 


Persephonella 
honella guaymasensis 


Burkholderia sacchari 
17 Burkholderia sacchari Bacteria; 
ceae; Burkholderia. 
ref|NR_025056.1| Thermoanaerobacter 
07 2388807 Thermoanaerobacter yonseiensis 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_025031.1| Aequorivita 

2422553 2423991 Aequorivita 
iales; Flavobacteriaceae; Aequorivita. 
ref|NR_025019.1| Clostridium 

2434473 2435953 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_024876.1| Gracilibacillus 
22 2628862 Gracilibacillus halotolerans 


v 


ref |NR_024835.1| Lactobacillus 
2672606 2674164 Lactobacillus 
Lactobacillus. 


219846112 
41522 
219846111 
41 
219846 


219846 


gi|219846 
gi|219846 
sequence 

gi|219846 


gi|219846 


219846100 
41691 
219846099 
41707 
219846098 
41722 
219846097 
41737 
219846096 
41753 
219846095 
41768 
219846094 
41783 
219846092 
41799 
gi|219846089 
sequence 
gi|219846088 
41830 
219846086 
41844 
219846085 
41874 
219846084 
41875 
gi|219846083 
sequence 
gi|219846081 
41906 
gi|219846080 
sequence 
gi|219846079 
41936 
219846078 
41951 
219846077 
41966 
gi|219846076 
sequence 
gi|219846075 
41995 
gi|219846074 
sequence 
gi|219846073 
42025 
219846072 
42040 
gi|219846071 
sequence 


gi 


gi 


gi 
gi 


gi 


gi 


gi 


gi 


ref|NR_025702.1 
47 4153762 
ref|NR_025701.1 
13 4155327 
ref|NR_025700.1 
78 4156893 
ref|NR_025699.1 
44 4158458 
ref |NR_025698.1 
24 
ref|NR_025697.1 
75 4161590 
ref|NR_025696.1 
41 4163067 
ref|NR_025695.1 
18 4164623 
ref|NR_025694.1 
164674 416611 
ref |NR_025692.1 
70 4167598 
ref|NR_025691.1 
49 4169078 
ref|NR_025690.1 
29 4170664 
ref|NR_025689.1 
15 4172227 
ref |NR_025688.1 
78 4173748 
ref|NR_025687.1 
99 4175287 
ref|NR_025686.1 
38 4176783 
ref|NR_025685.1 
34 4178306 
ref |NR_025684.1 
57 4179896 
ref |NR_025682.1 
47 4181446 
ref|NR_025679.1 
181497 418295 
ref|NR_025678.1 
05 4184408 
ref|NR_025676.1 
59 4185949 
ref|NR_025675.1 
86 
ref|NR_025674.1 
37 4188998 
ref|NR_025673.1 
189049 419056 
ref|NR_025671.1 
16 4192088 
ref|NR_025670.1 
192139 419362 
ref|NR_025669.1 
72 4195085 
ref|NR_025668.1 
36 4196576 
ref |NR_025667.1 
27 4198008 
ref|NR_025666.1 
198059 419951 
ref|NR_025665.1 
61 4201031 
ref |NR_025664.1 
4201082 420252 
ref|NR_025663.1 
80 4204027 
ref |NR_025662.1 
78 4205565 


rs 


rs 


rs 


rs 


rs 


ref |NR_025661.1 
4205616 420703 


Spiroplasma diminutum strain CUAS-1 16S ribosomal RNA, partial sequence 


Spiroplasma culicicola strain AES-1 16S ribosomal RNA, partial sequence 
Spiroplasma corruscae strain EC-1 16S ribosomal RNA, partial sequence 
Spiroplasma chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 
Spiroplasma chinense strain CCH 16S ribosomal RNA, partial sequence 4158509 
Spiroplasma alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 
Algibacter lectus strain KMM 3902 16S ribosomal RNA, partial sequence 
Mesoplasma tabanidae strain BARC 857 16S ribosomal RNA, partial sequence 
Desulfatibacillum aliphaticivorans strain CV2803 16S ribosomal RNA, partial 
Sulfitobacter delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 
Sulfitobacter dubius strain KMM 3554 16S ribosomal RNA, partial sequence 
Marinobacter excellens strain KMM 3809 16S ribosomal RNA, partial sequence 
Vagococcus carniphilus strain 1843-02 16S ribosomal RNA, partial sequence 
Garciella nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 
Mesoplasma grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 
Achromobacter spanius strain LMG 5911 16S ribosomal RNA, partial sequence 
Achromobacter insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 
Shewanella waksmanii strain KMM 3823 16S ribosomal RNA, partial sequence 
Mesoplasma chauliocola strain CHPA-2 16S ribosomal RNA, partial sequence 
Fusobacterium canifelinum strain RMA 12708 16S ribosomal RNA, partial 
raaniiaeess thalassicus strain SC 562 16S ribosomal RNA, partial sequence 
Entomoplasma luminosum strain PIMN-1 16S ribosomal RNA, partial sequence 
Vibrio superstes strain G3-29 16S ribosomal RNA, partial sequence 4186000 
Brachyspira pilosicoli strain P43/6/78 16S ribosomal RNA, partial sequence 
Schlegelella thermodepolymerans strain K14 16S ribosomal RNA, partial 
Peegasteaets lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 
Bacteroides capillosus strain ATCC 29799 16S ribosomal RNA, partial 
eas gyiorum strain LMG 5906 16S ribosomal RNA, partial sequence 
Zooshikella ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
Anoxybacillus gonensis strain G2 16S ribosomal RNA, partial sequence 
Paenibacillus ehimensis strain KCTC 3748 16S ribosomal RNA, partial 
Dada eeat koreensis strain CA15-8 16S ribosomal RNA, partial sequence 
Streptomyces olivochromogenes strain DSM 40451 16S ribosomal RNA, partial 
1 aise entrees aureus strain B7319 16S ribosomal RNA, partial sequence 


Streptomyces koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 


Thioalkalivibrio nitratireducens strain ALEN 2 16S ribosomal RNA, partial 
5 


531540 Bacteria_16S 


strain KMM 3526 1 
Bacteroidetes; 


strain IFO 16295 


strain IAM 12409 
Proteobacteria; 


weihenstephanensi 


weihenstephanensis Bacteria; 
531540 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


Flavobacteria; 
531540 Bacteria_16S 


lales; 
531540 Bacteria_16S 


2686240 2686205 28 


2770113 2770059 26 


2792706 2792667 25 
Firmicutes; 
2847249 2847194 29 
2868952 2868897 25 


Firmicutes; 
2875275 2875224 26 


Bacillaceae; 
2975520 2975481 25 


Flavobacteriales; 


Clostridia; 


63 


6S ribosomal RNA, partial sequence 2686201 26876 
Flavobacteriaceae 


80 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
531540 Bacteria_16S 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial 
haemolyticum Bacteria; 
531540 Bacteria_16S 


64 


84 


16S ribosomal RNA, partial sequence 2847193 28487 
Betaproteobacteria; Burkholderiales; Comamonadace 
531540 Bacteria_16S 
s strain DSM11821 16S ribosomal RNA, partial seq 
Bacillales; 


80 


77 


6S ribosomal RNA, partial sequence 
Bacillus. 


64 


strain BS 16S ribosomal RNA, partial sequence 


Firmicutes; 


strain SG3902 16S 
Firmicutes; 


Hyphomicrobium. 


531540 Bacteria_16S 


strain DSM 10022 
Firmicutes; 


halophytica DSM 4 


Micromonospora. 


531540 Bacteria_16S 


strain DSM 7083 1 


Dermabacteraceae; 


531540 Bacteria_16S 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; 


531540 Bacteria_16S 


Clostridia; 
531540 Bacteria_16S 


Clostridia; 
531540 Bacteria_16S 
denitrificans strain DSM 1869 16S ribosomal RNA, partial 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Clostridia; 
531540 Bacteria_16S 


Clostridiales; 
3016626 3016583 21 


Clostridiaceae; 


64 


ribosomal RNA, partial sequence 


Halanaerobiales; 
3123785 3123739 29 


3229693 3229654 25 


Clostridiales; 
3346528 3346477 29 


3355754 3355697 29 


3357315 3357258 29 


Brachybacterium. 
3358879 3358822 29 


Brachybacterium. 
3377114 3377064 29 


Halobacteroidaceae; 


75 


64 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. 


80 


3171 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


86 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
531540 Bacteria_16S 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; 


86 


86 


79 


strain M17C 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
531540 Bacteria_16S 


strain DSM 44070 


Thermocrispum. 


531540 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; 


Clostridia; 


531540 Bacteria_16S 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


hansenii Bacteria; 
Gluconacetobacter. 


531540 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


531540 Bacteria_16S 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
531540 Bacteria_16S 


Bacteria; 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Clostridia; 
531540 Bacteria_16S 

DSM 316 16S ribosomal RNA, partial sequence 
Clostridiales; 


3494691 3494640 29 


3528077 3528046 24 


Clostridiales; 
3531104 3531069 20 


Clostridiaceae; 
3552710 3552655 30 


3891698 3891637 26 


80 


complete sequence 


55 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


55 


3531057 3532455 Sarci 


Sarcina. 
85 


86 


strain DSM 735 16S ribosomal RNA, 


Bacteria; Proteobacteria; 


3953441 3953402 25 


3990199 3990164 28 


64 


63 


Clostridiales; 


gi|219857198 


gi| 219857137 


219857121 
sequence 

Clo 
219856892 


gi 


gi 


gi| 219856878 
Bacillaceae; 
gi|219856874 
2875223 28767 


gi| 219846939 
2975480 29769 
Clostridiu 
gi|219846912 
3016582 30179 
Oren 
219846839 
sequence 
Rhiz 


gi 


gi|219846767 
I 
219846686 
33464 
Micr 


gi 


gi|219846679 


219846678 
sequence 
Actinom 


gi 


219846677 
sequence 
Actinomy 


gi 


gi|219846664 
3377063 33785 


219846579 
34946 


gi 


gi|219846557 


gi|219846555 


gi|219846541 
Rhodospir 


gi| 219846300 


complete sequence 
Gammaproteobacteria; 


gi|219846256 


R 


Pseudonocardineae; 


Clostridium. 


na maxima Bacteria; 


Oceanospirillales; 


ref|NR_024826.1| Zobellia amurskyensis 

48 Zobellia amurskyensis Bacteria; 

; Zobellia. 

ref|NR_024765.1| Rhodococcus jostii 

50 Rhodococcus jostii Bacteria; 

eae; Nocardiaceae; Rhodococcus. 

ref|NR_024749.1| Clostridium 
2792664 2794128 Clostridium 

stridiaceae; Clostridium. 


ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 

ae; Delftia. 

ref|NR_024697.1| Bacillus 

uence 2868896 2870426 Bacillus 
Bacillus; Bacillus cereus group. 
ref |NR_024693.1| Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


ref|NR_026531.1| Clostridium ultunense 

25 Clostridium ultunense Bacteria; 

m. 

ref|NR_026504.1| Orenia salinaria 

18 Orenia salinaria Bacteria; 

ia. 

ref|NR_026431.1| Hyphomicrobium 
3123738 3125183 Hyphomicrobium 

obiales; Hyphomicrobiaceae; 

ref|NR_026359.1| Peptoniphilus ivorii 


30 Peptoniphilus ivorii Bacteria; 
ncertae Sedis; Peptoniphilus. 

ref |NR_026278.1| Micromonospora 

76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026271.1| Dermabacter hominis 

06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 

ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 

ycetales; Micrococcineae; 


NR_026269.1| Brachybacterium 
3358821 3360332 Brachybacterium 
cetales; Micrococcineae; 


ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 

; Dermacoccaceae; Kytococcus. 
ref|NR_026171.1| Thermocrispum agreste 
39 3496156 Thermocrispum agreste 
Pseudonocardiaceae; 


ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 


Sarcina maxima strain 
Firmicutes; 


ref |NR_026147.1 


ref|NR_026133.1| Gluconacetobacter 
3552654 3554134 Gluconacetobacter 
illales; Acetobacteraceae; 


Halomonas 
6 3893166 Halomonas 
Halomonadaceae; 


ref|NR_025890.1 


389163 


ref|NR_025846.1] Rhodovulum 
99 3954787 Rhodovulum sulfidophilum 
hodobacteraceae; Rhodovulum. 


gi|219846231 


ref|NR_025821.1| Pibocella ponti strain 


KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae; 


Pibocella. 


531540 Bacteria_16S 
HDS1-1 16S riboso 
Gammaproteobacter 
531540 Bacteria_16S 


saccharolytica 
saccharolytica 
Soehngenia. 


531540 Bacteria_16S 
strain KMM 3951 1 


Bacteroidetes; 


531540 Bacteria_16S 
strain KMM 3949 1 


Bacteroidetes; 


531540 Bacteria_16S 
strain KMM 3947 1 


Bacteroidetes; 


531540 Bacteria_16S 
sedimenticola str 
sedimenticola Bac 
531540 Bacteria_16S 
strain KMM 3941 1 


Bacteroidetes; 


531540 Bacteria_16S 
strain KMM 3912 1 


Bacteroidetes; 


531540 Bacteria_16S 
strain Y12-2 16S 


Bacteroidetes; 


531540 Bacteria_16S 
strain Y10-2 16S 


Bacteroidetes; 


531540 Bacteria_16S 
strain SW49 16S r 


Bacteroidetes; 


strain R18 16S 


Proteobacteria; 


531540 Bacteria_16S 
arabaticum strain 
arabaticum Bacter 
531540 Bacteria_16S 


formicaceticum 
formicaceticum 


531540 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
531540 Bacteria_16S 
abactoclasticum s 
abactoclasticum B 
531540 Bacteria_16S 
strain EUH N 1304 


Bacteroidetes; 


531540 Bacteria_16S 
strain B 16S ribo 
Alphaproteobacter 
531540 Bacteria_16S 
effusa strain AP1 
Proteob 
531540 Bacteria_16S 
ushuaiensis strai 
Proteob 
531540 Bacteria_16S 
strain E846 16S r 


Bacteria; 


Bacteria; 


st 
Bacteria; 


FL 


FL 


FL 


teria; 


FL 


Fl 


FL 


Fl 


Fl 
4640 


4046044 4045997 26 

mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4071595 4071556 25 
rain BOR-Y 16S ribosomal RNA, partial 
Firmicutes; 


4086972 4086937 28 
6S ribosomal RNA, partial sequence 4086933 40 
avobacteria; 
4088467 4088432 28 
6S ribosomal RNA, partial sequence 4088431 40 
avobacteria; 
4089958 4089923 28 
6S ribosomal RNA, partial sequence 4089922 40 
avobacteria; 
4091448 4091413 28 
ain KMM 3903 16S ribosomal RNA, partia 

Bacteroidetes; 
4092936 4092901 28 
6S ribosomal RNA, partial sequence 4092900 40 
avobacteria; Flavobacteriac 
4113972 4113937 28 
6S ribosomal RNA, partial sequence 4113936 41153 
avobacteria; 
4225470 4225435 28 
ribosomal RNA, partial sequence 
avobacteria; 
4226942 4226907 28 
ribosomal RNA, partial sequence 
avobacteria; 
4228414 4228379 28 
ibosomal RNA, partial sequence 
avobacteria; 
531540 Bacteria_16S 


73 


64 
Clostridia; 
63 


Flavobacteriales; 
63 


Flavobacteriales; 
63 


Flavobacteriales; 
63 
63 


Flavobacteriales; 
63 


Flavobacteriales; 
63 


Flavobacteriales; 
63 


Flavobacteriales; 
63 


Flavobacteriales; 
4594 26 72 


ribosomal RNA, partial sequence 


ia; 


st 
Bacteria; 


acteria; 


Bacteroidia; 


ia; 


28820 
in LA 5 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; 
43852 


ribosomal RNA, 


323936 323874 28 
-72B 16S ribosomal RNA, partial sequence 
Prevotellace 
349969 349931 26 
somal RNA, partial sequence 349928 351312 Parac 
Rhodobacterales; Rhodobacteraceae; 
385977 385923 24 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomonadales; 
487434 487384 26 
n Ul 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
624270 624220 29 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


531540 Bacteria_16S 663752 663718 21 


28770 24 74 


43806 26 72 


55 


Clostridia; 
55 


Clostridia; 


86 


87 


90 


Bacteroidales; 


64 


78 


76 


79 


55 


Flavobacteria; 


complete sequence 
Gammaproteobacteria; Oceanospirillales; 
106037 106003 21 
Z-7288 16S ribosomal RNA, partial sequence 
Firmicutes; 
154790 154760 25 
rain Al 16S ribosomal RNA, partial sequence 
Firmicutes; 
203723 203663 26 
in H-6-12 16S ribosomal RNA, 
eria; Dictyoglomi; Dictyoglomales; Dic 
298059 298001 29 
train 6-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Anae 


gi 


4045996 4047515 Vibri 


219846189 


ref 
oO ez 


NR_025779.1 
urae Bacter 


i 


Vibrio ezurae strain 
a; Proteobacteria; 


gi|219846171|ref|NR_025761.1| Soehngenia 
sequence 4071551 4073044 Soehngenia 
Clostridiales; Clostridiales Family XI. Incertae Sedis; 
gi|219846161|ref|NR_025751.1| Maribacter ulvicola 
88380 Maribacter ulvicola Bacteria; 
Flavobacteriaceae; Maribacter. 
gi|219846160|ref|NR_025750.1| Maribacter aquivivus 
89871 Maribacter aquivivus Bacteria; 
Flavobacteriaceae; Maribacter. 
gi|219846159|ref|NR_025749.1| Maribacter orientalis 
91360 Maribacter orientalis Bacteria; 
Flavobacteriaceae; Maribacter. 
gi|219846158|ref|NR_025748.1| Maribacter 
1 sequence 4091411 4092849 Maribacter 
Flavobacteriales; Flavobacteriaceae; Maribacter. 
gi|219846157|ref|NR_025747.1| Arenibacter certesii 


gi 


gi 


4225434 42268 
Flavobacteriaceae; 


gi 


4226906 42283 
Flavobacteriaceae; 


gi 


4228378 42297 
Flavobacteriaceae; 


gi 


4584 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
531540 Bacteria_16S 
amylolyticus stra 
amylolyticus Bacteria; 
531540 Bacteria_16S 

strain CTCBS1 16S 


gi 


gi 


gi 


Halanaerob 


gi 


Clostr 


gi 


complete 


gi 


gi 


gi 


gi 


gi 


gi 


624219 62572 


gi 


Lac 


43805 


943 
eae; 
219846141 


219846051 


219846050 


219846049 


265679060 
5982 


265679044 


tobacillac 
265679034 
45323 
Halomonada 
265678991 


iales; Hal 
265678959 


° 


idiales; Cl 
265678927 
sequence 

tyoglomace 
265678861 
equence 

roplasmata 
265678844 
32386 
ae; Prevote 
265678824 


a 


1 


° 

Paracoccu 
265678797 

38592 

Ss 
265678726 

48737 

irillales; 
265678635 


i 


e 


265678606 


odorimutans strain NorPut 16S ribosomal RNA, partial sequence 


ref 
54 Ulvibacter litoralis Bacteria; 
Flavobacteriaceae; 


Ul 


ref 
55 Aequorivita crocea Bacteria; 
Aequorivita. 
ref 
27 Aequorivita lipolytica Bacteria; 


NR_025731.1 


vibacter. 
NR_025641.1 


NR_025640.1 


Aequorivita. 


ref 
99 Aequorivita antarctica Bacteria; 


NR_025639.1 


Aequorivita. 


ref 


NR_029368.1 


37 Arenibacter certesii Bacteria; 
Arenibacter. 


Ulvibacter litoralis 


Aequorivita crocea 


Aequorivita lipolytica 


Aequorivita antarctica 


Bartonella doshiae 


Bartonella doshiae Bacteria; 
Bartonella. 


ref 

28769 
eae; 
ref 


NR_029352.1 

30312 
Lactobacill 

NR_029342.1 


Lactobacillus 
Lactobacillus 

us. 

Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


cea 


ref 
106000 10747 


bac 


ref 
154728 15624 


ost 


ref 
203662 20520 


e; 


ref = 
298000 2 
Anaeroplasmataceae; Anaeroplasma. 


es; 


ref 
9 325347 P 
lla. 
ref 


ccu 


s. 
ref 
1 387397 Hydroc 
nobacteraceae; 
ref 
1 488866 Marino 


Mar 


ref 
5 Mycobacterium 


ae; 


ref 


e; Carnimona 
NR_029299.1 
1 
teroidaceae; 
NR_029267.1 
2 
ridiaceae; C 
NR_029235.1 
1 
Dictyoglomus 
NR_029167.1 
99445 


NR_029149.1 
revot 


NR_029129.1 
s kocurii Ba 


NR_029102.1 


NR_029031.1 


inomonas. 
NR_028940.1 


Mycobacteri 


s. 
Acetohalobium 
Acetohalobium 

Acetohalobium. 

Clostridium 
Clostridium 

lostridium. 
Dictyoglomus 
Dictyoglomus 
Anaeroplasma 
Anaeroplasma 


Prevotella disiens 
ella disiens Bacteria; 


Paracoccus kocurii 
cteria; Proteobacteria; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Marinomonas 

monas ushuaiensis 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 


NR_028911.1 


Anaerovorax 


663698 665185 Anaerovorax 


odorimutans Bacte 
Anaerovorax. 


531540 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


531540 Bacteria_16S 


strain gM-1 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
531540 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


531540 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


531540 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


531540 Bacteria_16S 


ruestringensis st 
ruestringensis Ba 


531540 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


531540 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


531540 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


531540 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


531540 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


531540 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


531540 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


531540 Bacteria_16S 


obscurus DSM 4316 


Geodermatophilus. 


531540 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


531540 Bacteria_16S 


Och 149 16S ribos 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


531540 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


531540 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


531540 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


531540 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


531540 Bacteria_16S 


ria; 


691061 691015 26 72 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; 


711843 711793 29 79 
ibosomal RNA, partial sequence 


gi 
724304 724254 30 80 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


265678588 
sequence 

Gammaproteobacteria; Enterobact 
265678574 
711792 71330 
nebacterineae; 
265678565 
RNA, partial 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 


ref 


ref 


691014 69252 


8 Mycobacterium 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


NR_028893.1 
0 
eriales; Ent 
NR_028879.1 


Mycobacteri 
NR_028869.1 
sequence 


Incertae Sedis; 


Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Photorhabdus 

724253 725774 


cteria; Bacteroidetes; 
954263 954209 29 


Flavobacteria; 
83 gi 


1020035 1019985 32 82 
bosomal RNA, complete sequence 


gi 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1314708 1314658 26 76 gi 


acteria; Firmicutes; Bacillales; Bacil 
1343901 1343851 30 80 gi 
0 16S ribosomal RNA, partial sequence 


1346958 1346924 21 55 


gi 
Bacteria; Proteobacteria; 
eae; Syntrophobacter. 
1351555 1351517 26 
omal RNA, partial sequence 


64 gi 


1377213 1377179 21 55 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1451418 1451368 26 
n AA459 16S 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 
1461913 1461863 26 76 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1504254 1504220 21 55 gi 


76 gi 


Clostr 
gi 


tes; Clostridia; Clostridiales; 


1662018 1661968 26 76 


6S ribosomal RNA, partial sequence 954207 95569 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
ref 


1019984 1021495 Streptococcus 


1222664 12241 


train DSM 10 16S ribosomal RNA, partial sequence 


in MPOB 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


1351515 1352883 Roseo 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
531540 Bacteria_16S 


ribosomal RNA, partial sequence 


164-47 16S ribosomal RNA, partial sequence 


265678409 
7 


265678364 


Caminicella. 
228716557 


laceae; 


228721038 
13438 


228720860 


228720499 


228717562 
ce 13771 
nadales; 


224581419 


219878433 


philippinense strain A 80407 16S ribosomal RNA, partial sequence 


Flavobacteriales; 
ref 


ref 
Bacillus. 
ref 
50 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 


ref 
bacter litorali 


ref 
67 1378635 Teredinibacter turnerae T7901 
Alteromonadales 


ref 


Actinomycetales; 


idiales Family 
ref 


728858 728800 28 86 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
bosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

764436 764386 30 80 gi|265678536|ref|NR_028840.1| Mitsuokella 
n M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
tes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

863752 863718 28 62 gi| 265678469 |ref|NR_028772.1| Muricauda 
rain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 


Flavobacteriaceae; Muricauda. 
NR_028711.1| Giesbergeria sinuosa 
Giesbergeria sinuosa Bacteria; 

Giesbergeria. 
NR_028666.1| Streptococcus gordonii 


gordonii Bacteria; 


bacillales; Streptococcaceae; Streptococcus. 
1021598 1021548 32 82 gi|265678363|ref|NR_028665.1| Streptococcus 
ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1124549 1124515 29 63 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 
6S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
avobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 
1175993 1175963 25 55 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
osomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
1222719 1222665 26 80 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


NR_027552.1 
1314657 131617 
NR_027601.1| Geodermatophilus 
Frankineae; Geodermatophilaceae; 


NR_027598.1 
1346912 134839 


Syntrophobacter 
7 Syntrophobacter 


Syntrophobacterales; 


NR_027593.1| Roseobacter litoralis 
s Och 149 Bacteria; 
Roseobacter. 

NR_027564.1| Teredinibacter 


genera incertae sedis; 
NR_027200.1| Micromonospora 


1451367 1452843 Micromonospora 
Micromonosporineae; 


224581411|ref|NR_027192.1| Marinobacter 

ence 1461862 1463368 Marinobacter bryozoorum 
nadales; Alteromonadaceae; Marinobacter. 
219846440|ref|NR_026031.1| Eubacterium saphenum 


1504208 1505550 Eubacterium saphenum 


ia; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
1613310 1613260 32 82 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 


XI. Incertae Sedis; Helcococcus. 
NR_025572.1| Kibdelosporangium 
1661967 1663456 Kibdelosporangium 


philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 


531540 Bacteria_ 
aridum subsp. 


Actinomycetales; 
531540 Bacteria_ 


albatum strain R 761-7 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


16S 1663558 1663508 26 76 gi 


largum strain SKF-AAD-609 16S ribosomal R 
Kibdelosporangium aridum subsp. 


largum Bacteria 
Pseudonocardineae; Pseudonocardiaceae; 
16S 1665082 1665032 26 76 gi 


Kibdelosporangium. 


531540 Bacteria_ 


rifietoensis stra 
Firmicu 
531540 Bacteria_16S 
karajensis strain 
Firmicu 
531540 Bacteria_16S 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 
531540 Bacteria_16S 


Bacteria; 


Bacteria; 


strain DSM 10404 
Bacteria; 


marincola strain 


marincola Bacteri 
531540 Bacteria_16S 
submarinus strain 
submarinus Bacter 
531540 Bacteria_16S 
halotolerans stra 
halotolerans Bact 


Nocardiopsaceae; 


531540 Bacteria_16S 


strain DSM 12838 
Proteobacteria; 


strain 581 


Firmicutes; Bacil 


531540 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; 
Bacteroidetes; 
strain DSM 43030 
strain LRC 5382 1 
Firmicutes; 


strain T1-X7 16S 


Firmicu 
531540 Bacteria_16S 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


D 
531540 Bacteria_16S 
16S r 


G 
531540 Bacteria_16S 
strain M384 16S r 
Ba 
531540 Bacteria_16S 


Clost 
531540 Bacteria_16S 


16S 1689337 1689287 26 76 gi 


tes; Bacillales; Planococcaceae; 
1701753 1701703 26 76 gi 
tes; Bacillales; Bacillaceae; 


1815697 1815647 26 76 gi 


1823352 1823302 26 76 gi 
16S ribosomal RNA, complete sequence 
tes; Bacillales; Bacillaceae; 


1824938 1824888 26 76 gi 


1826416 1826366 26 76 gi 


1876556 1876506 26 76 gi 


Nocardiopsis. 

1932857 1932823 21 55 gi 
eltaproteobacteria; Desulfovibrionales 
1973693 1973643 26 76 gi 
ibosomal RNA, partial sequence 
lales; Planococcaceae; 


2004746 2004700 26 


Marinibacillus. 
72 gi 


ammaproteobacteria; Enterobacteriales; 
2045682 2045624 28 86 gi 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
2109873 2109823 29 


79 gi 


2289039 2288985 29 83 gi 
ridia; Clostridiales; Lachnospiraceae; 
2491956 2491906 29 79 gi 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


531540 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


531540 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


531540 Bacteria_16S 


straminisolvens s 
straminisolvens B 


531540 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


531540 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


531540 Bacteria_16S 


2514650 2514612 26 64 gi 
ridiales; Clostridiaceae; Caloramator. 
2624305 2624255 29 79 gi 
strain RP5557 16S ribosomal RNA, parti 


Bacteria; Proteobacteria; Gammaproteob 


2681853 2681815 26 64 gi 
train CSK1 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
2699665 2699607 28 86 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2794234 2794180 26 80 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
2878421 2878367 25 79 gi 


in M8 16S ribosomal RNA, partial seque 
Plano 


MA-2 16S ribosomal RNA, partial seque 
Halobaci 


43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


Halobaci 


KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 


in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


Prevotellace 


Stre 


, 


nc 
al 


ne 
co 


nc 
11 


en 
al 


11 


ue 


v 
qu 
a; 


1 
; 


v 


E 
ae 
pt 
L 
oc 
al 
ac 


se 
ri 
ae 


se 
id 


K 


e 
es; 


e 
ccus. 
e 


us. 


es; 


us. 


nce 


ence 


, 


teria; 


quence 
diales; 


, 


quence 
iales; 


219878432 
NA, partia 
Actinobacteria; Actinobacteridae; 
ibdelosp 
219878431 
16650 
Pseu 


219878414 
16892 


219878406 
17017 


219878325 
ce 18156 
Pseu 


219878320 
18233 


219878319 


Pseudomo 
219878318 


Pseudomonad 
219878283 
sequence 
Actinomy 


219878239 
16S ribosomal RNA, partial sequence 1932811 19342 
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531540 Bacteria_16S 3083217 3083187 25 55 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
531540 Bacteria_16S 3086194 3086164 25 55 gi|219846864|ref|NR_026456.1| Paracoccus 
denitrificans strain 381 16S ribosomal RNA, partial sequence 3086162 3087556 Paracoccus 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 


531540 Bacteria_16S 3162993 3162963 25 55 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

531540 Bacteria_16S 3325304 3325250 26 80 gi|219846701|ref|NR_026293.1| Dactylosporangium 


roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
531540 Bacteria_16S 3326826 3326772 26 80 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
531540 Bacteria_16S 3328345 3328291 26 80 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
531540 Bacteria_16S 3329870 3329816 26 80 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
531540 Bacteria_16S 3331398 3331344 26 80 gi|219846697|ref|NR_026289.1| Pilimelia anulata 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
531540 Bacteria_16S 3343477 3343423 26 80 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
531540 Bacteria_16S 3378650 3378605 9 55 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
531540 Bacteria_16S 3407442 3407408 21 55 gi|219846640|ref|NR_026232.1| Syntrophobacter 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 
531540 Bacteria_16S 3453713 3453663 29 79 gi| 219846607 |ref|NR_026199.1| Kocuria kristinae 
strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 3455136 Kocuria kristinae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

531540 Bacteria_16S 3471964 3471914 26 76 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
531540 Bacteria_16S 3476549 3476499 26 76 gi|219846591|ref|NR_026183.1]| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
531540 Bacteria_16S 3829224 3829174 29 79 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
531540 Bacteria_16S 3850259 3850221 26 64 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 
531540 Bacteria_16S 3935797 3935759 26 64 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 


531540 Bacteria_16S 3975646 3975608 29 67 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

531540 Bacteria_16S 4012683 4012649 29 63 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 


strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

531540 Bacteria_16S 4015642 4015608 29 63 gi|219846212|ref|NR_025802.1| Winogradskyella 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Winogradskyella. 


531540 Bacteria_16S 4034005 4033951 29 83 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

531540 Bacteria_16S 4056475 4056441 21 55 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
531540 Bacteria_16S 4133763 4133717 23 69 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

531540 Bacteria_16S 25812 25763 25 74 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 36415 36386 26 55 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

531540 Bacteria_16S 37818 37789 26 55 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128  Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

531540 Bacteria_16S 104519 104490 26 55 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
531540 Bacteria_16S 257264 257235 26 55 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
531540 Bacteria_16S 258815 258786 26 55 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

531540 Bacteria_16S 261660 261595 21 86 gi| 265678885 |ref|NR_029191.1]| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

531540 Bacteria_16S 282872 282819 21 74 gi| 265678871 |ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

531540 Bacteria_16S 307254 307197 29 86 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

531540 Bacteria_16S 340988 340939 29 78 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
531540 Bacteria_16S 364766 364741 24 49 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

531540 Bacteria_16S 366190 366161 26 55 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

531540 Bacteria_16S 369213 369184 26 55 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

531540 Bacteria_16S 390540 390483 29 86 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

531540 Bacteria_16S 418325 418296 26 55 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

531540 Bacteria_16S 429181 429132 29 78 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 
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531540 Bacteria_16S 1050676 1050647 26 55 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

531540 Bacteria_16S 1098705 1098653 11 64 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

531540 Bacteria_16S 1134970 1134941 26 55 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

531540 Bacteria_16S 1136514 1136457 29 86 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

531540 Bacteria_16S 1144167 1144138 26 55 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

531540 Bacteria_16S 1169876 1169827 24 73 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 

531540 Bacteria_16S 1184941 1184912 26 55 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

531540 Bacteria_16S 1186452 1186423 26 55 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

531540 Bacteria_16S 1187963 1187934 26 55 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

531540 Bacteria_16S 1189474 1189445 26 55 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

531540 Bacteria_16S 1201671 1201642 26 55 gi|228715358|ref|NR_027530.1| Thermotoga neapolitana 
DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

531540 Bacteria_16S 1206237 1206180 29 86 gi|228715354|ref|NR_027526.1| Catenibacterium 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Catenibacterium mitsuokai DSM 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 
531540 Bacteria_16S 1212244 1212215 26 55 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

531540 Bacteria_16S 1213737 1213708 26 55 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

531540 Bacteria_16S 1227274 1227245 26 55 gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 1228719 Cellvibrio fibrivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

531540 Bacteria_16S 1231890 1231845 26 71 gi|219878271|ref|NR_025410.1| Bartonella 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 1231844 1233289 Bartonella 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
531540 Bacteria_16S 1266488 1266431 29 86 gi|219846423|ref|NR_026014.1| Massilia timonae 


strain UR/MT95 16 
Proteobacteria; B 


531540 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


531540 Bacteria_16S 


thermacidophilum 


Bifidobacteriales 


531540 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


531540 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1275397 1275368 26 55 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1330071 1330014 29 86 gi 
subsp. porcinum strain P3-14 16S ribos 


; Bifidobacteriaceae; Bifidobacterium. 


1337696 1337639 29 86 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


1411578 1411549 26 55 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 


gi 


531540 Bacteria_16S 


1414593 1414564 26 55 gi 


1266430 12679 


1411537 14130 


alobactera 
219846179 
ce 12753 
irillales; 
219846082 
omal RNA, 


228721484 
quence 
bacteria; 


224581450 


seudoalter 
224581448 


ceae; Massilia. 

ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025672.1 
complete sequenc 


ref|NR_027607.1 
1337638 133913 
Burkholderiales; 


ref |NR_027234.1 


omon 
ref 


adaceae; Alg 


NR_027230.1 


23 Massilia timonae Bacteria; 


Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Bifidobacterium 

e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Pseudomonas marginalis 


strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


531540 Bacteria_ 


strain TH-23 16S 
Firmicutes; Baci 


531540 Bacteria_ 


doudoroffii stra 
doudoroffii Bact 


531540 Bacteria_ 


strain SW32 16S 
Proteobacteria; 


531540 Bacteria_ 


strain SA35 16S 
Proteobacteria; 


531540 Bacteria_ 


brockii subsp. 1 


Thermoanaerobact 


531540 Bacteria_ 


strain KMM 231 1 
Proteobacteria; 


531540 Bacteria_ 


strain KMM 227 1 
Proteobacteria; 


531540 Bacteria_ 


strain SP1402 16 
Proteobacteria; 


531540 Bacteria_ 


CAIM 629 16S rib 
Gammaproteobacte 


531540 Bacteria_ 


strain 75-80 16S 
Proteobacteria; 


531540 Bacteria_ 


strain CFBP 2341 
Proteobacteria; 


531540 Bacteria_ 


strain TOl1 16S r 
Proteobacteria; 


531540 Bacteria_ 


CAIM 578 16S rib 
Gammaproteobacte 


531540 Bacteria_ 


strain R-8904 16 
Proteobacteria; 


531540 Bacteria_ 


strain RB-8 16S 
Proteobacteria; 


531540 Bacteria_ 


strain LMG 20362 
Proteobacteria; 


531540 Bacteria_ 


strain LMG 209 
Proteobacteria; 


531540 Bacteria_ 


R-3712 16S ribos 
Gammaproteobacte 


531540 Bacteria_ 


LMG 19999 16S ri 
Proteobacteria; 


531540 Bacteria_ 


15052 16S riboso 
Gammaproteobacte 


531540 Bacteria_ 


strain LMG 20546 
Proteobacteria; 


531540 Bacteria_ 


strain LMG 20536 
Proteobacteria; 


531540 Bacteria_ 


16S 1419156 1419107 30 79 gi|224581445 
ribosomal RNA, partial sequence 1419106 14206 
llales; Bacillaceae; Bacillus. 
16S 1454470 1454441 26 55 gi| 224581417 
in MBIC1298 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Gammaproteobacteria; Aeromo 
16S 1483200 1483171 26 55 gi| 219857506 
ribosomal RNA, partial sequence 1483159 14846 
Gammaproteobacteria; Oceanospirillales; Halomonad 
16S 1492332 1492303 26 55 gi| 219846714 
ribosomal RNA, partial sequence 1492298 14937 
Alphaproteobacteria; Rhizobiales; Xanthobacterace 
16S 1505638 1505609 26 55 gi| 219846365 
actiethylicus strain SEBR 5268 16S ribosomal RNA, 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; 
erales; Thermoanaerobacteraceae; Thermoanaerobact 
16S 1545192 1545163 26 55 gi| 219857261 
6S ribosomal RNA, partial sequence 1545151 15466 
Gammaproteobacteria; Alteromonadales; Idiomarinac 
16S 1546706 1546677 26 55 gi|219857260 
6S ribosomal RNA, partial sequence 1546665 15481 
Gammaproteobacteria; Alteromonadales; Idiomarinac 
16S 1578156 1578127 26 55 gi| 219846381 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 1657366 1657337 26 55 gi 
fo) 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 1658921 1658892 26 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1694009 1693980 26 55 gi 


G 
16S 


Gammaproteobacteria; Pseudomonadales; P 
16S 1695553 1695524 26 55 gi 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 1698637 1698608 26 55 gi 
fo} 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 1710888 1710863 23 48 gi 
S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 
16S 1736704 1736675 26 55 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 1776071 1776042 26 55 gi 


Gammaproteobacteria; Vibrionales; Vibri 
16S 1783628 1783599 26 55 gi 
69 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 1791179 1791150 26 55 gi 
omal RNA, partial sequence 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 1792653 1792624 26 55 gi 
bosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
16S 1794208 1794179 26 55 gi 
mal RNA, partial sequence 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 1795693 1795664 26 55 gi 


Gammaproteobacteria; Vibrionales; Vibri 
16S 1797247 1797218 26 55 gi 


Gammaproteobacteria; Vibrionales; Vibri 
16S 1846259 1846230 26 55 gi 


1578118 15795 


somal RNA, partial sequence 1657325 1658829 Vibri 


1658880 16603 


16S ribosomal RNA, partial sequence 1693968 16954 


1695512 16970 


somal RNA, partial sequence 1698596 1700102 Vibri 


1710844 17122 


1736673 17381 


16S ribosomal RNA, partial sequence 1776030 17774 


1791138 1792572 Vibri 


1792623 17941 


1794167 1795601 Vibri 


16S ribosomal RNA, partial sequence 1795652 17971 


16S ribosomal RNA, partial sequence 1797206 17986 


seudomonad 
219878436 
219878435 


onaceae; G 
219878411 


seudomonad 
219878410 


seudomonad 
219878408 
219878400 


hodobacter 
219878383 


Oo 
219878352 


onaceae; V 
219878347 
17835 
Halomonad 
219878341 
219878340 
onaceae; V 
219878339 
219878338 


onaceae; V 
219878337 


onaceae; V 


leispira. 


ref|NR_027227.1| Bacillus infernus 
13 Bacillus infernus Bacteria; 


Oceanimonas 
5 Oceanimonas 


ref |NR_027198.1 
1454432 145591 
nadales; Aeromonadaceae; Oceanimonas. 
ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 
aceae; Kushneria 
ref|NR_026306.1 
11 Xanthobacter agilis Bacteria; 
ae; Xanthobacter 
ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 
er. 
ref|NR_024892.1| Idiomarina zobellii 
14 Idiomarina zobellii Bacteria; 
eae; Idiomarina. 
ref|NR_024891.1| Idiomarina abyssalis 
29 Idiomarina abyssalis Bacteria; 
eae; Idiomarina. 
ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025575.1| Vibrio fortis strain 
o fortis Bacteria; Proteobacteria; 


Xanthobacter agilis 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 
rimontia. 
ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025547.1| Vibrio pomeroyi strain 
© pomeroyi Bacteria; Proteobacteria; 


ref|NR_025539.1| Loktanella salsilacus 
58 Loktanella salsilacus Bacteria; 
aceae; Loktanella. 

ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 


ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 

ibrio. 
ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref |NR_025480.1 
o chagasii Bacte 


Halomonas muralis 

nas muralis Bacteria; 
Vibrio chagasii strain 

ria; Proteobacteria; 


ref|NR_025479.1| Vibrio pacinii strain 
16 Vibrio pacinii Bacteria; 

ibrio. 

ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 


, 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 


219878304 


livingstonensis strain NF22 16S ribosomal RNA, partial sequence 


livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 
ibrio. 

ref|NR_025443.1| Shewanella 


1846218 1847712 Shewanella 
Shewanellaceae; 


531540 Bacteria_ 


strain DSM 30063 
Proteobacteria; 


531540 Bacteria_ 


strain DSM 4576 
Proteobacteria; 


531540 Bacteria_ 


strain DSM 30118 
Proteobacteria; 


531540 Bacteria_ 
DSM 5563 16S ribo 
Gammaproteobacter 
531540 Bacteria_ 


proteus strain 4 
Bacteria; Proteo 


531540 Bacteria_ 


strain Eb 13/82 
Proteobacteria; 


531540 Bacteria_ 


strain S1/1-984 
Proteobacteria; 


531540 Bacteria_ 


strain ATCC 1525 
Bacteria; Proteo 


531540 Bacteria_ 


strain ATCC 1525 
Proteobacteria; 


531540 Bacteria_ 


strain DSM 169 1 
Proteobacteria; 


531540 Bacteria_ 


elongatus strain 
elongatus Bacter 
Microbulbifer. 


531540 Bacteria_ 


salipaludis stra 
Bacteria; Proteo 


531540 Bacteria_ 


strain Ps 9-14 1 
Proteobacteria; 


531540 Bacteria_ 


umsongensis stra 
umsongensis Bact 
Pseudomonas. 


531540 Bacteria_ 


strain Pss 26 16 
Proteobacteria; 


531540 Bacteria_ 


hydrothermalis s 
hydrothermalis B 
Desulfovibrio. 


531540 Bacteria_ 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 


Proteobacteria; 


531540 Bacteria_ 


indicus strain C 
15286 Bacteria; 
Thermodesulfatat 


531540 Bacteria_ 


costantinii stra 
costantinii Bact 
Pseudomonas. 


531540 Bacteria_ 


californiensis s 
californiensis B 


531540 Bacteria_ 


ATCC 43380 16S r 
Proteobacteria; 


531540 Bacteria_ 


NCTC 5923 16S ri 


16S 1990887 1990858 26 55 gi 
G 
16S 
1 
Gammaproteobacteria; Enterobacteriales; 


16S 1997058 1997029 26 55 gi 


ammaproteobacteria; Enterobacteriales; 
1992432 1992403 26 55 gi 


Gammaproteobacteria; Enterobacteriales; 
16S 1998597 1998568 26 55 gi 


Enterobacteriales; Enterobacteriac 
2000131 2000102 26 55 gi 
2 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Enteroba 
16S 2003199 2003170 26 55 gi 
1 
G 
16S 
1 
G 


ia; 
16S 


ammaproteobacteria; Enterobacteriales; 
2006292 2006263 26 55 gi 


ammaproteobacteria; Enterobacteriales; 
16S 2021319 2021282 29 66 gi 
7 16S ribosomal RNA, partial sequence 

bacteria; Alphaproteobacteria; Caulobac 
16S 2022808 2022771 29 66 gi 
3 16S ribosomal RNA, partial sequence 

Alphaproteobacteria; Caulobacterales; C 
16S 2028812 2028755 29 86 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chro 
16S 2115941 2115912 26 55 gi 
DSM 6810 16S ribosomal RNA, partial se 
ia; Prot 
16S 2137114 2137085 26 
in SM-1 


55 gi 
16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Alteromo 
16S 2143105 2143076 26 55 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 2144610 2144581 26 55 gi 
in Ps 3-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacter 


16S 2146115 2146086 26 55 

S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 2162687 2162630 22 79 gi 
train AM13 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Deltaproteobac 


gi 


16S 2188598 2188569 26 55 gi 
Gammaproteobacteria; Alteromonadales; S 
16S 2223259 2223222 28 65 gi 
IR29812 16S ribosomal RNA, partial sequ 
Thermodesulfobacteria; Thermodesulfobac 
or. 

16S 2233997 2233968 26 55 gi 
in CFBP 5705 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacter 
16S 2237070 2237041 26 55 gi 
train APO 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clostr 
16S 2238575 2238546 26 55 gi 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2240086 2240057 26 55 gi 
bosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1990842 19923 


6S ribosomal RNA, partial sequence 1992387 19938 


16S ribosomal RNA, partial sequence 1997016 19 


somal RNA, partial sequence 1998561 2000045 Pr 


6S ribosomal RNA, partial sequence 2003168 20 


6S ribosomal RNA, partial sequence 2006247 20 


2028754 20301 


eobacteria; Gammaproteobacteria; 


2143068 21445 


2146078 21475 


2238534 22399 


219878201 


Enterobac 
219878200 


Enterobac 
219878197 
985 

Enterobac 
219878196 
agi 
eae; Pragi 

219878195 
20000 
cteriales; 
219878193 
046 

Enterobac 
219878191 
077 

Enterobac 
219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 

219878176 


matiaceae; 
219857657 
quence 

; Alteromo 
219857643 
ence 21370 
nadales; A 
219857639 


seudomonad 
219857638 
equence 

ia; Pseudo: 


219857637 


seudomonad 
219857626 
equence 
teria; Des 
219857606 


hewanellac 
219857583 
ence 22232 
teriales; 


219857576 
sequence 
ia; Pseudo 
219857574 
quence 

idiales; C 
219857573 


Enterobac 
219857572 


mona 


ulfo 


eae; 


Ther 


mona: 


teri 


ref |NR_025340.1 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


teri 
ref 


aceae; Serra 
NR_025339.1 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


teri 
ref 


aceae; Serra 
NR_025336.1 


tia. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


teri 
ref 
a fo 
a. 
ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 
ref |NR_025332.1 


aceae; Prote 
NR_025335.1 
ntium Bacter 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 
bacterium proteus 
eae; Obesumbacterium. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


teriaceae; Budvi 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref |NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025315.1 


cia. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 

Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Chromatium okenii 


44 Chromatium okenii Bacteria; 


omatium. 
ref |NR_025246.1 

2115900 211739 
nadales; Alterom 


Chr 


ref|NR_025232.1 
73 2138564 Microb 
1lteromonadaceae; 
ref|NR_025228.1 


Microbulbifer 
0 Microbulbifer 
onadaceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


acea 
ref 
2 


e; Pseudomon 
NR_025227.1 
144573 214602 
dales; Pseud 


ref |NR_025226.1 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


acea 
ref 


e; Pseudomon 
NR_025215.1 
162629 216416 


vibrionales; 


ND 


ref|NR_025195.1 


as. 
Desulfovibrio 

3 Desulfovibrio 
Desulfovibrionaceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Shewanella 
ref|NR_025171.1 
20 2224715 Thermo 
modesulfobac 


ref|NR_025162.1 
2237029 22384 
lostridiaceae; 
ref|NR_025161.1 
94 Yersinia 
aceae; Yersi 


ref 


Thermodesulfatator 
desulfatator indicus 
teriaceae; 


DSM 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Tindallia 
3 Tindallia 
indallia. 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
strain 


NR_025160.1 


Yersinia pestis 


2240045 2241505 Yersinia pestis Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


gi 


219846070 


sequence 


gi 


219846069 
42085 
219846068 
42101 
219846067 
42116 
219846065 


sequence 


gi 


219846064 


sequence 


gi 
gi 


gi 


219846063 
42163 
219846062 
42178 
219846061 


sequence 


gi 
gi 


gi 


gi 


ribosomal RNA, partial sequence 


gi 


219846060 
42224 
219846056 
42224 
219846055 
42238 
219846051 
42268 
219846050 
42269 
219846049 
42283 
219846048 


219846047 


sequence 


gli 


gi 


gi 


gi 


219846046 
42329 
219846045 
42344 
219846044 
42359 
219846043 
42374 
219846042 
42390 
219846041 
42404 
219846040 


sequence 


gi 


gi 


219722939 

42434 

219722938 
42463 


ref|NR_025660.1 

4207086 420854 
ref|NR_025659.1 
91 4210111 
ref|NR_025658.1 
62 4211590 
ref|NR_025657.1 
41 4213163 
ref|NR_025655.1 

4213214 421471 
ref|NR_025654.1 

4214764 421626 
ref|NR_025653.1 
20 4217772 
ref|NR_025652.1 
23 4219291 
ref|NR_025651.1 

4219342 422083 
ref|NR_025650.1 
00 
ref |NR_025646.1 
51 4223825 
ref|NR_025645.1 
76 4225383 
ref |NR_025641.1 
55 
ref|NR_025640.1 
06 4228327 
ref|NR_025639.1 
78 4229799 
ref |NR_025638.1 


ref |NR_025637.1 

4231451 423288 
ref|NR_025636.1 
32 4234422 
ref|NR_025635.1 
73 4235884 
ref |NR_025634.1 
35 4237393 
ref|NR_025633.1 
44 4238960 
ref |NR_025632.1 
11 4240418 
ref |NR_025631.1 
69 4241874 
ref |NR_025630.1 

4241925 424342 
ref|NR_024571.1 
75 4244883 


ref|NR_024570.1 
83 


Carboxydocella thermautotrophica strain 41 16S ribosomal RNA, partial 
rides salicampi strain SF-20 16S ribosomal RNA, partial sequence 
Saccharothrix algeriensis strain SA 233 16S ribosomal RNA, partial sequence 
Geobacillus lituanicus strain N-3 16S ribosomal RNA, complete sequence 
Pseudoalteromonas translucida strain KMM 520 16S ribosomal RNA, partial 
f cubadeueaanceue paragorgicola strain KMM 3548 16S ribosomal RNA, partial 
ri aaeucietile umidischolae strain 66/93 16S ribosomal RNA, partial sequence 
Actinomadura nitritigenes strain L 46 16S ribosomal RNA, partial sequence 
Clostridium lactatifermentans strain G17 16S ribosomal RNA, partial 


8 
4220889 


Bacillus macyae strain JMM-4 16S ribosomal RNA, partial sequence 
Afipia massiliensis strain 34633 16S ribosomal RNA, partial sequence 
Salinicoccus hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 
Aequorivita crocea strain Y12-2 16S ribosomal RNA, partial sequence 4225434 
Aequorivita lipolytica strain Y10-2 16S ribosomal RNA, partial sequence 
Aequorivita antarctica strain SW49 16S ribosomal RNA, partial sequence 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum strain TPO 16S 
4229850 4231400 
Leisingera methylohalidivorans strain MB2 16S ribosomal RNA, partial 
ees shottsii strain M175 16S ribosomal RNA, partial sequence 
Klebsiella variicola strain F2R9 16S ribosomal RNA, partial sequence 
Aquiflexum balticum strain BA160 16S ribosomal RNA, partial sequence 
Actinomyces dentalis strain R18165 16S ribosomal RNA, complete sequence 
Methylobacterium hispanicum strain GP34 16S ribosomal RNA, partial sequence 
Methylobacterium aquaticum strain GR16 16S ribosomal RNA, partial sequence 
Streptococcus marimammalium strain M54/01/1 16S ribosomal RNA, partial 


Brachybacterium muris strain C3H-21 16S ribosomal RNA, partial sequence 


Escherichia coli strain U 5/41 16S ribosomal RNA, partial sequence 4244934 


531540 Bacteria_16S 
strain ATCC 33638 
Bacteria; 
531540 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 
Yersinia. 

531540 Bacteria_16S 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
531540 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; 
531540 Bacteria_16S 


2241597 2241568 26 


2243108 2243079 26 


Proteobacteria; 


2270835 2270806 26 


2293558 2293529 26 


2300970 2300929 26 


34632 16S ribosomal RNA, partial sequence 


531540 Bacteria_16S 


strain CFML 97-391 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


531540 Bacteria_16S 


strain CFML 97-514 16S ribosomal RNA, partial sequence 


2320797 2320768 26 


2322349 2322320 26 


55 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


55 


s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; 


219857571 
22415 


gi 


219857570 
partial s 


gi 


Gammaproteobacteria; 


55 


55 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


67 


2300928 2302353 Afipia birgiae Bacter 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Af 


55 


55 


gi|219857552 


KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


P 


gi| 219857535 
2293525 22949 
Shewanellac 
gi|]219857529 


ipia. 
219857515 
23207 


gi 


219857514 
23223 


gi 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


531540 Bacteria_16S 


granivorans strain A30 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
531540 Bacteria_16S 

strain YKJ-16 16S 
Proteobacteria; 
531540 Bacteria_16S 


viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial 
Clostridia; 


viterbiensis Bacteria; 
531540 Bacteria_16S 

kellyi strain BII 
Bacteria; 
531540 Bacteria_16S 


psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; 


Methylobacter. 
531540 Bacteria_16S 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, part 


salmonicida subsp 
Aeromonadaceae; 
531540 Bacteria_16S 


beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legio 


beliardensis Bacteria; 
531540 Bacteria_16S 


2344839 2344787 26 


Bacillales; 
2390384 2390355 26 


2405568 2405539 26 


Firmicutes; 
2424101 2424044 29 


2439053 2438996 29 
Proteobacteria; 


2455821 2455792 26 


2502463 2502406 29 


Proteobacteria; 
2548975 2548930 26 


78 


55 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


55 


86 


-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatial 


Clostridiales; 


P 
219857497 
23447 


gi 


gi|219857466 
2390343 23918 


219857456 
sequence 
Clo 
219857442 
24240 


gi 


gi 


es; Halo 
86 gi| 219857428 
complete sequence 


55 


- pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 


86 


71 


strain C-29 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


531540 Bacteria_16S 


acidaminophilum strain DSM 3953 16S ribosomal RNA, partia 
acidaminophilum Bacteria; 


531540 Bacteria_16S 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, part 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; 


531540 Bacteria_16S 


strain CDC 2991-81 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


531540 Bacteria_16S 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, part 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


Microbacteriaceae; 
531540 Bacteria_16S 
strain DSM 5069 1 
Bacteria; Thermotogae; 
531540 Bacteria_16S 


alcaliphila strain AL15-21 16S ribosomal RNA, partial s 


alcaliphila Bacteria; 
Pseudomonas. 
531540 Bacteria_16S 


2564255 2564202 25 


Firmicutes; 
2607353 2607324 26 


2636459 2636414 29 


2783717 2783664 29 


2789819 2789790 26 


Thermotogales; 
2815301 2815272 26 


Proteobacteria; 


2850363 2850318 29 


78 


Clostridia; 


55 


74 


82 


55 


55 


Gammaproteobacteria; 


74 


Gammaproteobacteria; Meth 


219857413 
ial sequ 
Gammap 


gi 


gi| 219857380 


gi| 219857344 
2548929 25503 
llaceae; 
219857291 
1 sequen 
Clostridiales; 
gi| 219857263 
ial sequen 
Ocea 
219857233 
26364 
Enterobac 
219857127 
ial sequen 
Actinomy 


gi 


gi 


gi 


gi|219857123 


6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


Thermotoga. 
gi| 219856913 
equence 

Pseudo 


gi| 219856890 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


seudomonadaceae; 


Paenibacillus. 


Halomonadaceae; 


ref|NR_025159.1 
Enterobacteria 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025140.1 
90 2272278 Pseudo 


ref|NR_025123.1 


Shewanella. 
NR_025117.1 


eae; 
ref 


ref|NR_025103.1 
64 2322265 Pseudo 
Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025085.1 
86 2346268 Paenib 


ref|NR_025054.1 


ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


ref|NR_025001.1 
ence 245578 
roteobacteria; 


ref |NR_024968.1 
250240 
ales; Legion 


NR_024932.1 


nell 
ref 


Bartonella. 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref|NR_024751.1 


ref|NR_024734.1 
2815260 281674 
monadales; Pseud 


Yersinia kristensenii 


56 2243016 Yersinia kristensenii 
c 


eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Pseudoalteromonas 
alteromonas ruthenica 


seudoalteromonadaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 
Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Paenibacillus 
acillus granivorans 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Halomonas. 


Caloramator 
6 Caloramator 
oramator. 
Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Eubacterium 

8 Eubacterium 
Eubacterium. 
Neptunomonas 

7 Neptunomonas 
eptunomonas. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Okibacterium 

8 Okibacterium 
ccineae; 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


ref |NR_024709.1 
2850317 285183 


Pseudomonas 
5 Pseudomonas 


531540 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


strain DSM 3050 1 
Proteobacteria; G 


531540 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


minutulum strain 
minutulum Bacteri 


japonicum strain 
japonicum Bacteri 


531540 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 


2853474 2853445 26 55 


2862769 2862740 26 55 


2892049 2892020 26 55 
bosomal RNA, partial sequence 


2927063 2927034 26 55 


2931550 2931521 26 55 


2934572 2934543 26 55 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 
531540 Bacteria_16S 


ammaproteobacteria; Vibrionales; Vibrionaceae; 
531540 Bacteria_16S 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 
531540 Bacteria_16S 
ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 


219856888 
28534 


gi 


gi| 219856882 


6S ribosomal RNA, partial sequence 2862729 28642 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi|219856861 
2892009 28935 


219856838 
sequence 


gi 


219856835 
sequence 


gi 


gi| 219856833 


multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


531540 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; 
531540 Bacteria_ 
strain JCM1235 16 
Proteobacteria; G 
531540 Bacteria_ 
strain JCM1237 16 
Proteobacteria; G 
531540 Bacteria_ 
strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


531540 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; G 


531540 Bacteria_16S 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacteria; 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


531540 Bacteria_16S 
in ATCC 35512 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


531540 Bacteria_16S 


2946765 2946736 26 55 
S ribosomal RNA, partial sequence 


Gammaproteobacteria; Enterobacteriales; 
16S 


2948257 2948228 26 55 
S ribosomal RNA, partial sequence 


2949745 2949716 26 55 
S ribosomal RNA, partial sequence 


2952744 2952715 26 55 
S ribosomal RNA, partial sequence 


2966314 2966285 26 55 


3062223 3062194 26 55 


3084748 3084719 26 


55 


3095144 3095087 29 86 


ammaproteobacteria; Enterobacteriales; 
16S 


ammaproteobacteria; Enterobacteriales; 
16S 


ammaproteobacteria; Enterobacteriales; 


gi| 219856825 
2946729 29481 


gi| 219856824 
2948221 29496 


gi| 219856823 
2949709 29511 
Enterobac 
gi| 219856821 
2952708 29541 
Enterobac 


gi|219846946 


6S ribosomal RNA, partial sequence 2966273 29677 
ammaproteobacteria; Enterobacteriales; 


Enterobac 
219846880 
sequence 


gi 


219846865 
sequenc 


gi 


gi|219846858 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 30950 


Bacteria; Proteob 


strain 2Z-7934 16S 
Firmicutes; Clost 


531540 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


531540 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


531540 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; 


pedioforme strain 


3101095 3101066 26 55 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 
3116170 3116141 26 
star-1 
ia; 


55 


3134129 3134100 26 55 
ribosomal RNA, partial sequence 
lphaproteobacteria; 


3143206 3143177 26 55 


3149221 3149168 29 82 


3226718 3226689 26 55 


CECT 4600 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain TagT2C 16S 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 
531540 Bacteria_16S 


3239002 3238973 26 55 
ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Aeromonadales; 
531540 Bacteria_16S 


Clostridiaceae; 


Rhodobacterales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; 
531540 Bacteria_16S 
DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; 
531540 Bacteria_16S 


Alphaproteobacteria; Rhodobacterales; 


Suc 
gi|219846854 
3101054 31025 
Tindallia. 


gi|219846844 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi|219846832 
3134094 31355 

Rhodobacter 
219846826 
31431 


gi 


gi|219846822 
Chromat 
gi|219846769 
3226672 32281 
Vv 
gi|219846761 
3238968 32403 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


531540 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; 


3268935 3268878 29 86 
ribosomal RNA, complete sequence 


3270493 3270448 29 74 


gi| 219846741 
3268876 32703 


Betaproteobacteria; Burkholderiales; Leptothrix. 
531540 Bacteria_16S 
strain ATCC 13313 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi|219846740 


Oceanospiril 


Oceanospiril 


Enterobacteriaceae; 


Rhodobacterales; 


Rhodobacterales; 


Alteromonadales; 


Rhodobacteraceae; 


ref|NR_024707.1 


ref |NR_024701.1 


ref|NR_024680.1 


ref|NR_024657.1 

2927022 292847 
lales; Marin 
ref|NR_024654.1 
2931509 293296 
lales; 
NR_024652.1 
293453 
Oceanospirillale 
ref|NR_024644.1 


ref 


Serra 
ref|NR_024643.1 
58 Enterobacter 
Enter 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref |NR_024640.1 
29 Enterobacter 
teriaceae; Enter 
ref|NR_026538.1 
teriaceae; Dicke 
NR_026472.1 
0 
Rho 


ref |NR_026457.1 
e 3084717 308611 
Rhod 


ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026446.1 


ref 
3 


NR_026436.1 
116131 311762 
Psychr 
ref|NR_026424.1 
aceae; Paracoccu 


ref|NR_026418.1 
69 3144565 Sulfit 


ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
ref |NR_026361.1 


ibrio. 
ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref |NR_026333.1 


Pseudomonas savastanoi 


33 2854934 Pseudomonas savastanoi 
Pseudomonadaceae; 


Pseudomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
Pseudomonas. 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
Vibrio. 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Pseudospirillum 
7 Pseudospirillum 


Pseudospirillum. 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 
Enterobacteriaceae; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Sulfitobacter 

0 Sulfitobacter 

dobacteraceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Ruminobacter 

bacter amylophilus 

; Ruminobacter. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 
Sulfitobacter 

obacter pontiacus 
Sulfitobacter. 
Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


ref|NR_026332.1 


Shige 


Shigella dysenteriae 


3270447 3271933 Shigella dysenteriae Bacteria; 


lla. 


531540 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


531540 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


531540 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


531540 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


531540 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


531540 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


531540 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 


Pseudoalteromonas. 
531540 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


531540 Bacteria_16S 


carrageenovora st 


Pseudoalteromonad 


531540 Bacteria_16S 


aurantia strain A 
aurantia Bacteria 


Pseudoalteromonas. 


3272030 3271985 29 74 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3307191 3307162 26 55 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3308653 3308624 26 55 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3319188 3319159 26 55 gi 


train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 
3352630 3352601 26 55 gi 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3419458 3419429 26 55 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
3420934 3420905 26 55 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


3422420 3422391 26 55 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
3423901 3423872 26 55 gi 
rain ATCC 12662 16S ribosomal RNA, par 


aceae; Pseudoalteromonas. 

3425374 3425345 26 55 gi 
TCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


’ 


531540 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


531540 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


531540 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


531540 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


531540 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


531540 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


531540 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


531540 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


531540 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


531540 Bacteria_16S 


salegens strain D 
salegens Bacteria 


531540 Bacteria_16S 


3426860 3426831 26 55 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
3428333 3428304 26 55 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3593751 3593722 26 55 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3599931 3599878 29 82 gi 


6S ribosomal RNA, partial sequence 3599877 36013 


bacillales; Carnobacteriaceae; 
3631532 3631487 29 74 
ibosomal RNA, partial sequence 


Dolosig 
gi 


3636052 3636003 29 78 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3648264 3648207 29 86 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3651344 3651287 29 86 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3748904 3748875 26 55 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3791124 3791067 29 86 gi 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasm 
3813911 3813882 28 57 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3823134 3823078 29 85 gi 


, 


3308619 33100 


3352589 33540 


3631486 36329 
eltaproteobacteria; Desulfuromonadales; 
531540 Bacteria_16S 


3651286 36527 


3748871 37503 


3791066 37925 


219846739 
32719 
Enterobac 
219846716 
ence 33071 
les; Xanth 
219846715 


obacterace 
219846706 
equence 
cteria; Oc 
219846682 


Halomonad 
219846631 
ence 34194 
nadales; P 


219846630 
al sequenc 
ria; Alter 


219846629 
ial sequen 
eria; Alte 


219846628 
tial seque 


219846627 
equence 
Alteromon 


219846626 
equence 

; Alteromo 
219846625 
34282 
hewanellac 
219846512 
1 sequence 
diales; Cl 
219846506 


ranulum. 
219846484 


7 Geobacte 
219846481 
36360 
ales; Cory 
219846472 
nce 36482 
occales; M 
219846470 


ethylococc 
219846401 


onaceae; V 
219846369 


ataceae; A 
219846353 
uence 

acteriales 


ref|NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref|NR_026307.1 
30 Xanthobacter flavus Bacteria; 
ae; Xanthobacter 
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219846347 


parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 


ref|NR_025992.1| Vibrio scophthalmi 

67 Vibrio scophthalmi Bacteria; 

ibrio. 

ref|NR_025960.1| Acholeplasma oculi 

55 Acholeplasma oculi Bacteria; 

choleplasma. 

ref|NR_025944.1| Salegentibacter 
3813879 3815349 Salegentibacter 

; Flavobacteriaceae; Salegentibacter. 

ref |NR_025938.1| Haemophilus 


3823071 3824547 Haemophilus 


parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Haemophilus. 


531540 Bacteria_16S 3827716 3827659 29 86 gi|219846344|ref|NR_025934.1 
hominis strain 6573 16S ribosomal RNA, partial sequence 3827653 3829122 Cardio 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriac 
531540 Bacteria_16S 3833661 3833604 24 81 gi|219846339|ref|NR_025929.1 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

531540 Bacteria_16S 3836615 3836586 26 55 gi| 219846337 |ref|NR_025927.1 
strain 62 16S ribosomal RNA, partial sequence 3836584 38380 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
531540 Bacteria_16S 3853304 3853247 29 86 gi|219846326|ref|NR_025916.1 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 38547 

Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 

531540 Bacteria_16S 3887088 3887031 29 86 gi|219846304|ref|NR_025894.1 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 388702 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseria 
531540 Bacteria_16S 3888627 3888570 29 86 gi| 219846302 |ref|NR_025892.1 
strain N 155 16S ribosomal RNA, partial sequence 3888563 38900 

Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
531540 Bacteria_16S 3890163 3890106 29 86 gi|219846301|ref|NR_025891.1 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kingella oralis Bacte 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 

531540 Bacteria_16S 3903895 3903835 26 87 gi| 219846292 |ref|NR_025882.1 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 390383 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
531540 Bacteria_16S 3912949 3912920 26 55 gi| 219846285 |ref|NR_025875.1 
strain Gl 16S ribosomal RNA, partial sequence 3912908 39143 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenor 
531540 Bacteria_16S 3969853 3969824 26 55 gi| 219846245 |ref|NR_025835.1 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodot 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
531540 Bacteria_16S 3982776 3982747 26 55 gi|219846236|ref|NR_025826.1 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 39841 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
531540 Bacteria_16S 3991693 3991664 28 57 gi|219846230|ref|NR_025820.1 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 3991660 399309 
mishustinae Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
531540 Bacteria_16S 4002087 4002058 26 55 gi| 219846223 |ref|NR_025813.1 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photob 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photoba 
531540 Bacteria_16S 4005106 4005077 26 55 gi|219846221|ref|NR_025811.1 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 400647 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alte 
Salinimonas. 

531540 Bacteria_16S 4006569 4006532 26 63 gi|219846218|ref|NR_025808.1 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 40080 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphag 
531540 Bacteria_16S 4009650 4009621 26 55 gi|219846216|ref|NR_025806.1 
strain R22 16S ribosomal RNA, partial sequence 4009610 40110 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
531540 Bacteria_16S 4027798 4027769 26 55 gi|219846204|ref|NR_025794.1 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 40292 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
531540 Bacteria_16S 4029347 4029318 26 55 gi| 219846203 |ref|NR_025793.1 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 40308 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
531540 Bacteria_16S 4058023 4057970 29 82 gi|219846181|ref|NR_025771.1 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 405944 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Citricoccus. 

531540 Bacteria_16S 4103269 4103240 26 55 gi|219846150|ref|NR_025740.1 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

531540 Bacteria_16S 4161675 4161646 28 57 gi|219846106|ref|NR_025696.1 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 41630 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 
531540 Bacteria_16S 4172314 4172285 26 55 gi|219846098|ref|NR_025688.1 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 417374 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
531540 Bacteria_16S 4186032 4186003 26 55 gi|219846085|ref|NR_025675.1 
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Vibrio superstes 
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531540 Bacteria_16S 4207118 4207089 26 55 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

531540 Bacteria_16S 4213259 4213230 26 55 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

531540 Bacteria_16S 81545 81517 26 54 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

531540 Bacteria_16S 116829 116782 29 76 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

531540 Bacteria_16S 194442 194386 29 85 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 

531540 Bacteria_16S 322334 322286 29 77 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

531540 Bacteria_16S 352862 352822 26 66 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

531540 Bacteria_16S 354325 354285 26 66 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

531540 Bacteria_16S 452281 452221 26 86 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

531540 Bacteria_16S 533295 533235 26 86 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

531540 Bacteria_16S 569985 569945 23 63 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

531540 Bacteria_16S 689504 689460 29 73 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

531540 Bacteria_16S 851467 851411 29 85 gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

531540 Bacteria_16S 975734 975694 22 62 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
strain SS-2 16S ribosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

531540 Bacteria_16S 978672 978632 22 62 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 
strain II-2 16S ribosomal RNA, partial sequence 978631 980048 Lewinella cohaerens Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

531540 Bacteria_16S 981681 981621 29 89 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 
strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

531540 Bacteria_16S 1168280 1168244 50 86 gi| 228719827 |ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

531540 Bacteria_16S 1383153 1383101 29 81 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

531540 Bacteria_16S 1425351 1425303 29 77 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

531540 Bacteria_16S 1463458 1463426 23 55 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 


strain HM-7 16S r 
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Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 
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NR_026079.1 
e 
ceae; Neisse 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Geobacillus vulcani 


Mesonia algae strain 
a; Bacteroidetes; 


Meiothermus 
0 Meiothermus 
othermus. 
Lactobacillus 
0 Lactobacillus 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Sporobacterium 
acterium olearium 


Hydrogenophaga 

5 Hydrogenophaga 

adaceae; Hydrogenophaga. 
Clostridium 

7 Clostridium 

e; Clostridium. 
Streptococcus 

8 Streptococcus 


Prevotella shahii 


Lactobacillus 
7 Lactobacillus 
s. 
Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Actinoplanes 
8 Actinoplanes 
osporineae; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Clostridium colinum 


Clostridium 
6 Clostridium 
Clostridium. 
Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 
Geobacter 


NR_025974.1 
3771473 377289 


0 Geobacter 


531540 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


531540 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


531540 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


531540 Bacteria_16S 


strain KMM 6050 1 
Bacteroidetes; Fl 


531540 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


531540 Bacteria_16S 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


531540 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


531540 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


531540 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


531540 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


531540 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


531540 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


531540 Bacteria_16S 
delbrueckii subsp. 
Lactobacillus delbrueckii subsp. 


Lactobacillus. 


531540 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


531540 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


531540 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


492072 492025 26 73 
bosomal RNA, partial sequence 


gi 


504385 504362 25 48 

ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
519586 519551 28 63 gi 
R-9192 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 


gi 


531540 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


531540 Bacteria_16S 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


531540 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


531540 Bacteria_16S 


thermohalophila s 
thermohalophila B 


531540 Bacteria_16S 


521114 521079 28 63 gi 
n R-9106 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
562406 562359 29 76 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
580385 580338 29 76 gi 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

590893 590858 28 63 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 


indicus Bacteria; 


265678723 


492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 


265678715 


504361 50587 


265678705 
ence 51954 
s; Flavoba 
265678704 
quence 

vobacteria 
265678677 
sequence 


604444 604421 26 49 gi 


Firmicutes; 


ref|NR_029028.1 


acea 
ref 


e; Marinobac 
NR_029020.1 


ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref |NR_028982.1 

562358 563851 


Lactobacillales; 


3866959 3866897 28 90 gi|219846317|ref|NR_025907.1| Porphyromonas levii 
16S ribosomal RNA, partial sequence 3866893 3868368 Porphyromonas levii Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

3911591 3911551 26 66 gi|219846286|ref|NR_025876.1| Agromonas 
ain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
teria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 

3938666 3938626 26 66 gi|219846266|ref|NR_025856.1| Methylobacterium 

TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 

3985750 3985722 29 57 gi|219846234|ref|NR_025824.1| Gramella echinicola 
6S ribosomal RNA, partial sequence 3985718 3987155 Gramella echinicola Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 

4014163 4014135 29 57 gi|219846213|ref|NR_025803.1| Winodgradskyella 

KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

4073144 4073096 29 77 gi|219846170|ref|NR_025760.1| Mycobacterium 
strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

4150880 4150820 29 89 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
ibosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4183033 4183009 24 48 gi| 219846088 |ref|NR_025678.1| Tepidibacter 
n SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
ria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

10396 10351 9 55 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
rain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

24317 24282 29 64 gi| 265679047 |ref|NR_029355.1| Clostridium 
rain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

101485 101446 25 64 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

351401 351366 29 64 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
lphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

379781 379750 24 55 gi| 265678801 |ref|NR_029106.1| Lactobacillus 

indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 


Lactobacillaceae; 


Marinobacter sediminum 


5 Marinobacter sediminum Bacteria; 


ter. 
Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Flavobacterium 
acterium micromati 
obacterium. 

Flavobacterium 

Flavobacterium 
iaceae; Flavobacterium. 

Acidithiobacillus 

Acidithiobacillus 


ia; Acidithiobacillales; Acidithiobacillaceae; 
265678665|ref|NR_028970.1| Mycobacterium 
sequence 580337 581817 Mycobacterium 

; Actinomycetales; Corynebacterineae; 
265678658 |ref|NR_028963.1| Anaerophaga 
sequence 590846 592357 Anaerophaga 

acteroidales; Marinilabiaceae; Anaerophaga. 
265678648|ref|NR_028953.1| Saccharospirillum 


impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Saccharospirillum 


Saccharospirill 


aceae; 


531540 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


531540 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


531540 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


531540 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


531540 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


531540 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


531540 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


531540 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


531540 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 


Pseudoalteromonas. 
531540 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


531540 Bacteria_16S 


strain YLM-32 16S 


ATCC 700755 16S r 
Bacteria; Bactero 


531540 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


531540 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


531540 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


531540 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


531540 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


531540 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


531540 Bacteria_16S 


strain S-3 16S ri 
Proteobacteria; A 


531540 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


531540 Bacteria_16S 


725870 725835 29 64 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
727424 727373 29 80 gi 


gi 


acteria; Gammaproteobacteria; Chromati 
756855 756800 29 84 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
841006 840983 26 49 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
890816 890781 20 55 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
909263 909212 29 80 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
934102 934075 21 48 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
969595 969540 2 55 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


1004902 1004879 26 49 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1061206 1061171 28 63 gi 
758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1076037 1075994 29 72 gi 
ribosomal RNA, partial sequence 


1166768 1166741 30 57 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
1291952 1291905 26 73 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


gi 


1300971 1300924 26 73 gi 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1323989 1323942 26 73 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1339219 1339184 29 64 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1345430 1345383 29 76 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1380153 1380118 29 64 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1413137 1413086 23 74 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

1436188 1436137 25 76 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1582661 1582622 25 64 gi 


265678564 


725825 72731 


Succinisp 
265678563 
72737 
ales; Ecto 
265678541 
quence 
a; Burkhol 
265678485 
nce 84098 
irillales; 
265678450 


890778 89219 


ceae; Oren 
265678438 
quence 

iales; Clo 
265678422 
e 93405 
brionales; 
265678397 
uence 
teria; Des 
265678374 
al sequenc 
eria; Alte 


265678336 
ce 10611 
iales; Chi 
265678325 


1075986 10774 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
531540 Bacteria_16S 


ococcineae 
228719858 


1166738 11681 


s; Flavoba 
228716433 
tial seque 
oteobacter 


219846639 


s; Thermoa 
219878140 
sequence 
Thermoana 


228721340 
sequence 
oteobacter 


228720938 
ence 13453 
mycetales; 


228717274 
ce 13801 
les; Beije 
224581449 


1413085 14145 


Sphingomon 
224581430 
e 14361 
hermaceae; 
219878489 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 15841 


Firmicutes; Bacil 


531540 Bacteria_16S 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus 


Firmicutes; Bacil 


lales; Planococcaceae; Viridibacillus. 


1584217 1584178 25 64 gi 


lales; Planococcaceae; Viridibacillus. 


219878488 


ref|NR_028868.1 
9 Succinispira 
ira. 
ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028788.1 
1 842417 Marino 
Mar 
ref 


NR_028752.1 


ia. 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref|NR_028699.1 

969528 971049 
ulfovibrionales; 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_028627.1 
; Rarobacteracea 
ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; Psyc 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


ref|/NR_026231.1 


naerobacterales 
ref|NR_025279.1 

1323941 132544 
erobacterales; T 


ref|NR_027605.1 
1339181 134062 


ia; Rhodospirill 


ref|NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref |NR_027233.1 


adaceae; Sphingo 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_025628.1 


inospirillum. 


24 Viridibacillus 


Succinispira mobilis 


mobilis Bacteria; 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Marinospirillum 
spirillum alkaliphilum 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Clostridium 

Clostridium 
stridium. 

Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Chitinophaga 
ophaga japonensis 
hitinophaga. 
Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Psychroflexus torquis 

torquis ATCC 700755 

hroflexus. 
Marinobacter 

4 1293412 Marinobacter 

les; Alteromonadaceae; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 
Caldicellulosiruptor 

8 Caldicellulosiruptor 

hermoanaerobacterales 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Methylocella 

ocella silvestris BL2 
hylocella. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Oceanithermus 
thermus profundus 


Viridibacillus arenosi 
arenosi Bacteria; 


ref|NR_025627.1 


Viridibacillus arvi 
arvi Bacteria; 


531540 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


531540 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


531540 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


531540 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


531540 Bacteria_16S 


strain IBS S6874 


Proteobacteria; G 


531540 Bacteria_16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


531540 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


531540 Bacteria_16S 


echinoides strain 
echinoides Bacter 


531540 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


strain DSM 1672 1 
Firmicutes; Clost 


531540 Bacteria_16S 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


531540 Bacteria_16S 
6S ribosomal RNA, partial sequence 1747351 17488 


ridia; Clostridiales; Veillonellaceae; 
1767112 1767077 29 64 gi 
ZF2 16S ribosomal RNA, partial sequenc 


tes; Clostridia; Clostridiales; Clostr 


219878359 
e 
id 


1607392 1607369 26 49 gi|219878471|ref|NR_025610.1 
rain S12 16S ribosomal RNA, partial sequence 1607365 160881 
cteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Sh 

1626940 1626905 28 63 gi| 219878458 |ref|NR_025597.1 
-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavob 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flav 

1636054 1636015 25 64 gi|219878452|ref|NR_025591.1 
omal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteri 
laceae; Bacillus. 

1637545 1637506 25 64 gi|219878451|ref|NR_025590.1 
omal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacte 
laceae; Bacillus. 

1645230 1645207 26 49 gi| 219878446 |ref|NR_025585.1 
16S ribosomal RNA, partial sequence 1645204 16466 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

1672647 1672600 29 76 gi|219878426|ref|NR_025565.1 
rain ST101170 16S ribosomal RNA, partial sequence 1672599 167407 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseud 
e; Amycolatopsis. 

1678709 1678662 29 76 gi|219878422|ref|NR_025561.1 
17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycol 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 

1703318 1703283 29 64 gi| 219878405 |ref|NR_025544.1 

IMET 10491 16S ribosomal RNA, partial sequence 1703281 170468 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocys 

1741335 1741288 29 76 gi| 219878379 |ref|NR_025518.1 
SM 11806 16S ribosomal RNA, partial sequence 1741287 174278 
; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivib 
m 

1747399 1747352 29 76 gi| 219878375 |ref|NR_025514.1 


Megamonas. 
ref|NR_025498.1 
74 1768507 Sedime 
XI. Incerta 


17670 
iales Family 


531540 Bacteria_16S 
agaridevorans str 
agaridevorans Bacteria; 
531540 Bacteria_16S 
agarexedens strai 
agarexedens Bacteria; 
531540 Bacteria_16S 
decolorationis st 
decolorationis Bacteria; 
531540 Bacteria_16S 
strain DSM 46000 


531540 Bacteria_16S 
myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 

531540 Bacteria_16S 


teria; 


Firmicutes; Bacillales; 
531540 Bacteria_16S 


531540 Bacteria_16S 
azoreducens strai 
Bacteria; Firmicutes; 
531540 Bacteria_16S 

paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae; 
531540 Bacteria_16S 
strain LMG 17489 
Firmicutes; Bacillales; 
531540 Bacteria_16S 


Bacillales; 
1937396 1937349 29 
n CF 62 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 
1945051 1945012 25 
16S ribosomal RNA, partial sequence 1945009 19464 


1777596 1777549 26 
ain DSM 1355 16S ribosomal RNA, partia 


Firmicutes; 


1779155 1779108 26 
n DSM 1327 16S ribosomal RNA, partial 
Firmicutes; 
1801830 1801791 25 
rain LMG 19507 16S ribosomal RNA, part 


Firmicutes; 


1806497 1806450 29 
16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
1817228 1817181 29 
ain DSM 11118 16S ribosomal RNA, parti 
Bacteroidetes; 


1841672 1841625 26 
strain DSM 497 16S ribosomal RNA, partial sequence 


Bacillaceae; 


1895193 1895146 30 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 18966 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
1914409 1914362 26 
n CM1 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


Bacillaceae; 


1975267 1975216 21 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 


Bacillales; 


73 


Bacillales; 
73 


P 
64 


Bacillales 
76 


76 
Sphingob 
73 


Bacillus. 


77 


73 


76 


64 


Bacillus. 
72 


Bacteria; Proteobacteria; Deltaproteobacteria; 


219878351 
1 sequence 
cillaceae; 
219878350 
sequence 

llaceae; P 
219878334 
ial sequen 
aceae; Bac 
219878331 


gi 


Paeniba 
gi 
aenibaci 


gi 


Bacill 
gi 


v 


ococcineae 
219878324 
al sequenc 
Sphingoba 


gi 
acteria; 


gi| 219878307 
1841624 18431 
gi| 219878267 
Desulfoba 
219878252 
nce 19143 
ni 
219878236 
nce 

Actinomyc 


gi 


Pae 
gi 


gi|219878231 


bacillus. 


ref |NR_025490.1 
1777548 177905 
Paenibacillus. 
ref |NR_025489.1 
1779107 178061 
aenibacillus. 
ref |NR_025473.1 
ce 1801788 180329 
illus. 
ref |NR_025470.1 
; Cellulomonadac 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref |NR_025446.1 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025391.1 
61 1915860 Paenib 


ref |NR_025375.1 
1937348 193875 
etales; Micrococ 


ref|NR_025370.1 


gi| 219878211 


Desulfobacterales; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Flavobacterium 
acterium frigoris 
obacterium. 

Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Bacillus 
0 Bacillus 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Sporocytophaga 

7 Sporocytophaga 

bacteraceae; 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Paenibacillus 
acillus azoreducens 


Brevibacterium 
9 Brevibacterium 


cineae; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


ref|NR_025350.1 


Desulfobacterac 


Desulfobacula 


1975215 1976722 Desulfobacula phenolica 


eae; Desulfobacula. 


531540 Bacteria_16S 
ferragutiae strai 
ferragutiae Bacte 


Buttiauxella. 


531540 Bacteria_16S 
jannaschiana stra 
jannaschiana Bact 
531540 Bacteria_16S 
6S ribosomal RNA, partial sequence 2013915 20 


strain DSM 2665 1 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
531540 Bacteria_16S 2050352 2050317 29 64 gi| 219878158 |ref|NR_025297.1 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 20518 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

531540 Bacteria_16S 2062504 2062469 28 63 gi| 219878148 |ref|NR_025287.1 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
531540 Bacteria_16S 2064026 2063991 28 63 gi| 219878147 |ref|NR_025286.1 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 20654 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
531540 Bacteria_16S 2082510 2082479 24 55 gi|219878134|ref|NR_025273.1 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 208396 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
531540 Bacteria_16S 2141599 2141564 28 63 gi|219857640|ref|NR_025229.1 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 214301 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
531540 Bacteria_16S 2158226 2158195 24 55 gi|219857629|ref|NR_025218.1 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 215819 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales 
Paracoccus. 

531540 Bacteria_16S 2179460 2179425 28 63 gi|219857613|ref|NR_025202.1 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 218088 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteria 
531540 Bacteria_16S 2180976 2180941 28 63 gi|219857612|ref|NR_025201.1 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 218240 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 
531540 Bacteria_16S 2220402 2220379 26 49 gi| 219857585 |ref|NR_025173.1 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
531540 Bacteria_16S 2284570 2284531 25 64 gi| 219857542 |ref|NR_025130.1 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

531540 Bacteria_16S 2425626 2425587 25 64 gi|219857441|ref|NR_025029.1 
strain BD-87 16S ribosomal RNA, partial sequence 2425586 24269 

Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

531540 Bacteria_16S 2442104 2442081 26 49 gi|219857424|ref|NR_025012.1 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
531540 Bacteria_16S 2446699 2446676 26 49 gi|219857421|ref|NR_025009.1 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 244812 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseud 
Pseudoalteromonas. 

531540 Bacteria_16S 2532850 2532803 17 64 gi| 219857355 |ref|NR_024943.1 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Pered 
531540 Bacteria_16S 2625855 2625808 29 76 gi| 219857247 |ref|NR_024877.1 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 262727 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
Propionibacteriaceae; Tessaracoccus. 

531540 Bacteria_16S 2698095 2698056 25 64 gi| 219857189 |ref|NR_024817.1 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacte 
Bacillales; Bacillaceae; Bacillus. 

531540 Bacteria_16S 2732934 2732911 26 49 gi|219857165|ref|NR_024793.1 


strain SM2-1 16S 


Proteobacteria; G 


531540 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


eria; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2734424 2734401 26 49 gi 
in HRKA1 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacte 


he 


qu 
ri 


531540 Bacteria_16S 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


2732909 27343 


wa 


219857164 


en 
a; 


2735914 2735891 26 49 gi 


219857163 


153 


nellaceae; Shewanella. 
ref|NR_024792.1 
2734399 273583 


omonadales; Shew 


ce 
Alter 


2007836 2007813 26 49 gi|219878190|ref|NR_025329.1| Buttiauxella 

n DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 

ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
2012493 2012458 29 64 gi| 219878187 |ref|NR_025326.1| Hyphomonas 

in ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 

eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
2013953 2013918 29 64 gi| 219878186 |ref|NR_025325.1| Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


61 Cellulophaga baltica Bacteria; 


Lactobacillus 
3 Lactobacillus 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


v 


Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 
Xanthobacter viscosus 


viscosus Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Bacillus asahii strain 
ria; Firmicutes; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 


anellaceae; Shewanella. 


ref|NR_024791.1 
2735889 273732 


Shewanella 
8 Shewanella 


Shewanellaceae; 


Appendix 6 
Fungal 16S rRNA index file 


gi|265678352|ref|NR_028654.1| Nocardia arthritidis strain IFM 10035 16S ribosomal RNA, partial sequence 
gi Bases oat Serr ee Nocardia pneumoniae strain IFM 0784 16S ribosomal RNA, partial sequence 
gi ieeaeaee eee Nocardia araoensis strain IFM 0575 16S ribosomal RNA, partial sequence 
gi Rreren eer ee Nocardia higoensis strain IFM 10084 16S ribosomal RNA, partial sequence 
gi Perera see ie Go eeeu. a Nocardia shimofusensis strain YZ-96 16S ribosomal RNA, partial sequence 
gi pesesaase see teeOneiae Nocardia asiatica strain IFM 0245 16S ribosomal RNA, partial sequence 
gi sieuer tag ewer ce Nocardia sienata strain IFM 10088 16S ribosomal RNA, partial sequence 
9174 10588 
gi|219857175|ref|NR_024803.1| Nocardia yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 
10639 12137 


531540 Bacteria_16S 2810818 2810783 28 


219857109 


amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 


amylolyticum Bacteria; Bacteroidetes; Flavobacteria; 


531540 Bacteria_16S 2812312 2812277 28 


Flavobacteri 


219857108 


mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 


mesophilum Bacteria; Bacteroidetes; Flavobacteria; 


531540 Bacteria_16S 2859711 2859672 26 


carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial seq 


Flavobacterial 


219856884 


carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; 


531540 Bacteria_16S 2864328 2864277 29 


219856881 


echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 


echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Sphingo: 


Sphingomonas. 
531540 Bacteria_16S 2879987 2879948 25 


strain JCM9731 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


531540 Bacteria_16S 2883102 2883067 29 


219856871 


2879945 28814 


219856869 


phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 28845 


Firmicutes; Clostridia; Thermoanaerobacterales; 


531540 Bacteria_16S 2995259 2995224 30 


Thermoanaerobacte 


219846926 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; H 


531540 Bacteria_16S 3013550 3013493 29 


strain BSB411 16S ribosomal RNA, complete sequence 


219846914 


3013492 30150 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


531540 Bacteria_16S 3022576 3022529 29 


219846908 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 


Gordoniaceae; Gordonia. 
531540 Bacteria_16S 3031680 3031629 25 


219846901 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clost 


Clostridia; Clostridiales; Clostridiaceae; 


531540 Bacteria_16S 3039304 3039257 29 


Clostridium. 


219846896 


strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


531540 Bacteria_16S 3049947 3049892 2 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial 
sulfodismutans Bacteria; Proteobacteria; 


Desulfovibrio. 
531540 Bacteria_16S 3056127 3056080 29 


dextrinosolvens strain 0554 16S ribosomal RNA, partial 
dextrinosolvens Bacteria; Proteobacteria; 


Succinivibrio. 
531540 Bacteria_16S 3071062 3071027 29 


Deltaproteobac 


219846888 
sequence 
teria; Des 


219846884 
sequence 


Gammaproteobacteria; Ae 


219846874 


strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 


531540 Bacteria_16S 3073970 3073913 29 


219846872 


limneticum strain cda-1 16S ribosomal RNA, partial sequence 30739 


Bacteria; Proteobacteria; Betaproteobacteria; Rhodocycl 


531540 Bacteria_16S 3120688 3120649 25 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial s 
oxalivorans Bacteria; Firmicutes; Bacillales; 


531540 Bacteria_16S 3122235 3122196 25 


oxalaticus strain RAOxl 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Ane 


531540 Bacteria_16S 3125273 3125238 29 


methylovorum strain DSM 5458 16S ribosomal RNA, partial 
methylovorum Bacteria; Proteobacteria; Alphaproteobacte 


Hyphomicrobium. 
531540 Bacteria_16S 3135590 3135555 29 


sulfexigens strain SB164P1 16S ribosomal RNA, partial s 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacter 


Desulfocapsa. 
531540 Bacteria_16S 3140093 3140054 25 


617-93 16S ribosomal RNA, partial sequence 
Bacillales; Bacillales Family XI. Incertae Sedis; 


531540 Bacteria_16S 3141651 3141612 25 


strain 2045-94 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family XI. 


531540 Bacteria_16S 3199662 3199615 29 


kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 


ales; Rhod 
219846841 
equence 


219846840 
ence 31221 
urinibacil 
219846838 
sequence 
ria; Rhizo 
219846831 
equence 


ia; Desulf 


219846828 


3140051 3141558 Gemel 


la. 
219846827 


3141609 31431 
Sedis; Gemella. 


ref|NR_024737.1| Tenacibaculum 

2810779 2812222 Tenacibaculum 

ales; Flavobacteriaceae; Tenacibaculum. 

ref|NR_024736.1| Tenacibaculum 
2812273 2813716 Tenacibaculum 

es; Flavobacteriaceae; Tenacibaculum. 

ref|NR_024703.1] Pseudomonas 

uence 2859671 2861120 Pseudomonas 

Rhizobiales; Bradyrhizobiaceae. 

ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 

monadales; Sphingomonadaceae; 


ref|NR_024690.1| Bacillus carboniphilus 
48 Bacillus carboniphilus Bacteria; 


ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
raceae; Thermacetogenium. 
ref|NR_026518.1] Hydrogenobacter 
2995219 2996732 Hydrogenobacter 
ydrogenobacter. 
ref|NR_026506.1| Acidovorax defluvii 
17 Acidovorax defluvii Bacteria; 
ae; Acidovorax. 
ref|NR_026500.1| Gordonia 
3022528 3023984 Gordonia 
tinomycetales; Corynebacterineae; 


ref|NR_026493.1| Clostridium indolis 
ridium indolis Bacteria; Firmicutes; 


ref|NR_026488.1| Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_026480.1| Desulfovibrio 

3049889 3051367 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 


ref|NR_026476.1| Succinivibrio 
3056079 3057541 Succinivibrio 
romonadales; Succinivibrionaceae; 


ref|NR_026466.1| Methylocella palustris 
locella palustris Bacteria; 

e; Methylocella. 
ref|NR_026464.1| Ferribacterium 

12 3075441 Ferribacterium limneticum 
ocyclaceae; Ferribacterium. 

ref |NR_026433.1| Ammoniphilus 
120644 3122140 Ammoniphilus 


w 


Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


ref |NR_026432.1| Ammoniphilus 

91 3123687 Ammoniphilus oxalaticus 
lus group; Ammoniphilus. 
ref|NR_026430.1| Hyphomicrobium 
125234 3126653 Hyphomicrobium 


w 


biales; Hyphomicrobiaceae; 


ref|NR_026423.1| Desulfocapsa 
135552 3137033 Desulfocapsa 


Ww 


obacterales; Desulfobulbaceae; 


ref|NR_026420.1| Gemella bergeri strain 
la bergeri Bacteria; Firmicutes; 


ref|NR_026419.1| Gemella sanguinis 
18 Gemella sanguinis Bacteria; 


219846788 


ref |NR_026380.1| Corynebacterium 
3199614 3201013 Corynebacterium 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


531540 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


531540 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


531540 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


531540 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


531540 Bacteria_16S 


strain BN6 16S ri 
Proteobacteria; A 


531540 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


531540 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


531540 Bacteria_16S 


strain DSM43338 
Actinobacteria; A 


531540 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


531540 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


531540 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


531540 Bacteria_16S 


restrictus strain 
restrictus Bacter 


531540 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


531540 Bacteria_16S 


chlororespirans s 
chlororespirans B 


531540 Bacteria_16S 


franzmannii strai 
Bacteria; Bactero 


531540 Bacteria_16S 


hibernum strain A’ 
hibernum Bacteria 


531540 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


531540 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


531540 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


531540 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


531540 Bacteria_16S 


JMM-4 16S ribosom 
Bacillales; Bacil 


531540 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


531540 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


3223737 3223690 29 76 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
3231223 3231184 25 64 gi 
Clostridiales Fa 
64 gi 


ridia; Clostridiales; 
3264475 3264436 25 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3287219 3287192 26 53 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3311600 3311549 23 74 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3386260 3386237 26 49 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3464358 3464307 29 80 gi 


ctinobacteridae; Actinomycetales; Micr 
3473492 3473445 29 76 gi 

16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3534059 3534020 25 64 gi 


DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3544991 3544952 25 64 gi 


somal RNA, complete sequence 
laceae; Bacillus. 

3649803 3649748 29 84 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3665181 3665146 29 64 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3680413 3680378 28 63 gi 
215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
3684845 3684810 29 64 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3792645 3792610 28 63 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3842756 3842721 28 63 gi 
TCC 51468 16S ribosomal RNA, partial s 
Bacteroidetes; Flavobacteria; Flavob 
4094448 4094389 21 79 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
4130630 4130591 25 64 gi 


gi 


, 


SF-57 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Marin 
4187561 4187538 57 80 gi 


rochaetales; Brachyspiraceae; Brachysp 
4189105 4189050 29 84 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 


4220937 4220890 26 
al RNA, partial sequence 
laceae; Anaerobacillus. 
4229898 4229859 25 64 gi 
ubsp. thermosyntrophicum strain TPO 16 


73 gi 


al 


mi 


cl 
en 


he 


Sp 


H 


oc 


ne 


eq 
il 


et 


qu 
le 


ce 
S; 


se 
ri 


ne 
S; 


eq 
ac 

D 
en 
ib 
ir 


1 
ba 


219846771 


32236 


es; Acti 


219846766 
16S ribosomal RNA, partial sequence 3231181 32326 


ly XI. I 


219846744 
3264433 32658 


ostridiu 


219846729 


ce 32871 
rmodesul 


219846712 
3311548 33129 


hingomon 


219846658 


33862 


occineae 


219846593 


34734 
bacterin 


219846553 


uence 
laceae; 


219846546 
3544949 35464 


219846471 
3649747 36512 


hylococe 


219846461 


ence 
s; Pepto 


219846450 


36803 
Flavoba 


219846447 


quence 
diales; 


219846368 


37926 
Flavoba 


e 


219846333 


uence 
teriales 


219846156 
4094388 40957 


esulfoba 


219846126 


ce 41305 
acillus. 


219846084 
6S ribosomal RNA, partial sequence 4187537 41889 


a 


219846083 


sequence 
cteria; 


219846060 
4220889 4222400 Bacil 


s 


219846048 


ribosoma 


alomonad 
219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


ref|NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; Peptoniphilus. 

ref |NR_026336.1| Clostridium vincentii 
96 Clostridium vincentii Bacteria; 


Peptoniphilus harei 
harei Bacteria; 


m. 
ref|NR_026321.1| Thermodesulfovibrio 
91 3288591 Thermodesulfovibrio islandicus 
fovibrio. 
ref|NR_026304.1| Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
adaceae; Sphingobium. 
ref|NR_026250.1| Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 
aceae; Halomonas. 
ref|NR_026191.1] Arthrobacter pascens 
79 Arthrobacter pascens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026185.1] Rhodococcus ruber 
44 3474924 Rhodococcus ruber Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_026145.1| Bacillus 

3534017 3535534 Bacillus 
Bacillus. 
ref|NR_026138.1| Bacillus cohnii strain 


54 Bacillus cohnii Bacteria; Firmicutes; 


ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026053.1 
3665143 366662 
coccaceae; Dehal 
ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref |NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref |NR_025923.1 
3842717 384417 
; Flavobacteriaceae; Flavobacterium. 
ref|NR_025746.1| Desulfofaba fastidiosa 
93 Desulfofaba fastidiosa Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_025716.1| Marinibacillus 
88 4132093 Marinibacillus campisalis 


Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Dehalobacter 
8 Dehalobacter 
obacter. 

Polaribacter 
bacter filamentus 
ribacter. 

Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Polaribacter 
bacter franzmannii 
ribacter. 

Flavobacterium 
7 Flavobacterium 


ref|NR_025674.1| Brachyspira pilosicoli 
98 Brachyspira pilosicoli Bacteria; 


ref|NR_025673.1] Schlegelella 

4189049 4190565 Schlegelella 
Burkholderiales; Comamonadaceae; 
ref|NR_025650.1| Bacillus macyae strain 
lus macyae Bacteria; Firmicutes; 
ref|NR_025638.1| Desulfotomaculum 
1 RNA, partial sequence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


ptococcaceae; Desulfotomaculum. 
16529 16479 24 74 gi| 265679052 
ibosomal RNA, partial sequence 16478 18031 


bacillales; Lactobacillaceae; 


Lactobacillus. 


ref|NR_029360.1| Lactobacillus perolens 
Lactobacillus perolens Bacteria; 


531540 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


531540 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


531540 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


531540 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


531540 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


531540 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


531540 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


531540 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


531540 Bacteria_16S 


strain Z-7937 16S 
Firmicutes; Clost 


531540 Bacteria_16S 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


531540 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


531540 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


531540 Bacteria_16S 


CFN 42 16S riboso: 
Alphaproteobacter 


531540 Bacteria_16S 


californicum stra 
californicum Bact 


531540 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


531540 Bacteria_16S 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


531540 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


531540 Bacteria_16S 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


531540 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


531540 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


531540 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


18128 18094 29 63 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


33478 33452 29 55 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
53111 53089 25 47 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
56128 56098 18 48 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
59118 59092 29 55 gi 
bosomal RNA, partial sequence 590 
ammaproteobacteria; Xanthomonadales; X 
60668 60642 29 55 gi 
osomal RNA, partial sequence 606 
ammaproteobacteria; Xanthomonadales; X 
77136 77102 21 55 gi 
in B331 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


89082 89037 7 53 gi 
ain JSP 16S ribosomal RNA, partial seq 
teria; Thermodesulfobacteria; Thermode 
erium. 

90577 90543 21 55 gi 
ribosomal RNA, partial sequence 905 
ridia; Halanaerobiales; Halobacteroida 
121419 121385 21 55 gi 


acteria; Deltaproteobacteria; Syntroph 
197445 197415 25 55 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
217641 217607 51 85 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


272284 272246 26 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; Rhizobi 
299564 299502 25 87 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
301055 300997 29 87 gi 
ribosomal RNA, partial sequence 300 
icutes; Mycoplasmataceae; Mycoplasma. 
342436 342398 26 64 gi 
YU 636-3 16S ribosomal RNA, partial se 


64 gi 
272240 273 


392115 392077 26 64 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
459906 459860 29 75 gi 
in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

505962 505924 26 64 gi 
DVS 5al 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

514915 514865 26 76 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
534846 534812 29 63 gi 
ribosomal RNA, partial sequence 534 
hingobacteria; Sphingobacteriales; Fle 


’ 


531540 Bacteria_16S 


550145 550115 25 55 gi 


a; 


nce 


ales; 


ceae; 


ce 
obacterale 


265679051 
sequence 


265679041 
33436 


obacterine 


265679028 


1 sequence 
stridiales 


265679026 
56079 


265679024 
80 60579 


anthomonad 


265679023 
30 62129 


anthomonad 


265679012 


uence 
ria; 


Desul 


265679003 


uence 
sulfobacte 


265679002 
40 92000 


265678981 
12137 


265678931 


uence 
diales; 


cl 
265678917 


equence 
Planctomy 


265678878 
697 Rhizo 


um/Agrobac 


265678860 


uence 
smataceae; 


265678859 
996 30245 


265678829 


quence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


265678793 


sequence 
illaceae; 


265678744 


quence 


Actinomy 


265678714 


quence 
Actinomyce 


265678708 


partial se 
obacteria; 


265678695 
808 53626 


xibacterac 


265678685 


versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 


versmoldensis Bac 


teria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


Sphingo 


Chro: 


Natr 


NR_029359.1 
18082 19577 
bacteriales; Fle 


ref |NR_029349.1 

34786 Atopob 
ae; Coriobacteri 
ref |NR_029336.1 

53088 54587 
7 Peptococcaceae 
ref |NR_029334.1 

57529 Thiocy 
matiaceae; Thioc 
ref |NR_029332.1 


acea 
ref 


e; Xanthomon 
NR_029331.1 


aceae; Xanthomon 
ref|NR_029320.1 

77090 78536 
fobacterales; De 
ref|NR_029311.1 

89036 90489 
riales; Thermode 


ref |NR_029310.1 
oniella. 
ref |NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref |NR_029239.1 

197405 198934 
ostridiaceae; Cl 
ref |NR_029225.1 

217606 219133 
cetales; Plancto 


ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029166.1 

299496 300945 
Mycoplasma 
ref|NR_029165.1 


ref|NR_029134.1 
342395 343854 
ales; Frankineae 


v 


ref |NR_029098.1 

392074 393575 
Paenibacillus. 
ref|NR_029049.1 
459859 461323 
cetales; Pseudon 


ref|NR_029019.1 
505922 507359 
tales; Pseudonoc 


ref 

quen 
Rei 

ref 


NR_029013.1 
ce 514864 
nekea. 

NR_029000.1 


eae; Arcicella. 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 
Xanthomonas theicola 


, 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Desulfospira 
Desulfospira 

sulfobacteraceae; 


Thermodesulfobacterium 
Thermodesulfobacterium 


sulfobacteriaceae; 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Clostridium 
Clostridium 

ostridium. 

Planctomyces 
Planctomyces 
mycetaceae; 


Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Mycoplasma 

Mycoplasma 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


, 
Paenibacillus 
Paenibacillus 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


Pseudonocardia 
Pseudonocardia 


ardineae; 


Reinekea 
516365 Reinekea 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


ref|NR_028990.1 
550095 551652 
Lactobacil 


Lactobacillus 
Lactobacillus 
lus. 


531540 Bacteria_16S 571517 571495 26 48 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

531540 Bacteria_16S 581911 581869 31 73 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 


strain LF13 16S 
Caldithrix. 


531540 Bacteria_ 


picturae strain 
Bacteria; 


531540 Bacteria_ 
strain CE2105 16S 


Proteobacteria; 


531540 Bacteria_ 


strain HKI 0119 
Actinobacteria; 


531540 Bacteria_ 
strain 279-56 16S 


Proteobacteria; 
cloacae complex. 


531540 Bacteria_ 


cetonica strain 
Bacteria; 


531540 Bacteria_ 


satelles strain 


satelles Bacteria 
531540 Bacteria_ 
strain 12993 16S 


Firmicu 


Proteob 


ribosomal RNA, partial sequence 


16S 
R 


605961 605923 26 64 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
16S 628934 628908 29 55 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 636500 636454 29 75 gi 
1 
Actinobacteridae; Actinomycetales; Micr 
16S 662173 662147 29 55 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 
4 


686390 686344 30 76 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
16S 782972 782938 21 55 gi 
VPI D143K-13 16S ribosomal RNA, partial 

; Firmicutes; Clostridia; Clostridiale 
16S 818079 818053 29 55 gi 
ribosomal RNA, partial sequence 


nce 
cillus. 


Ss; 


581868 58337 


265678647 


265678631 


628893 63029 
Rhodospiri 


265678626 


6S ribosomal RNA, partial sequence 636453 63793 
ococcineae 


265678607 


662137 66364 
Enterobac 


265678591 


68634 
acterales; 


265678523 
sequence 


265678500 


818049 81950 


60592 


Lachnos 


1 Caldithrix abyssi Bacteria; 


ref |NR_028952.1| Oceanobacillus 
0 607435 Oceanobacillus picturae 
ref|NR_028936.1| Roseospira marina 


8 Roseospira marina Bacteria; 
llaceae; Roseospira. 

ref|NR_028931.1| Knoellia sinensis 

1 Knoellia sinensis Bacteria; 

; Intrasporangiaceae; Knoellia. 
ref|NR_028912.1] Enterobacter cloacae 
7 Enterobacter cloacae Bacteria; 
teriaceae; Enterobacter; Enterobacter 


Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Shuttleworthia 
Shuttleworthia 


ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028827.1 

782926 784381 
piraceae; Shuttleworthia. 
ref|NR_028803.1| Kluyvera cryocrescens 
7 Kluyvera cryocrescens Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

531540 Bacteria_16S 869879 869841 26 64 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

531540 Bacteria_16S 883231 883197 21 55 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

531540 Bacteria_16S 901604 901558 29 75 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

531540 Bacteria_16S 915496 915446 32 82 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
531540 Bacteria_16S 920202 920176 29 55 gi| 265678431 |ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 


heliotrinireducens Bacteria; Actinobacteria; 
Coriobacteriaceae; 
531540 Bacteria_ 


Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Slackia. 
16S 924858 924824 21 55 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 


Proteobacteria; 


531540 Bacteria_ 
pseudoflava strai 
Proteob 


Bacteria; 


531540 Bacteria_ 
strain 133 16S ri 


Proteobacteria; 


531540 Bacteria_ 


strain SB2B 16S 
Proteobacteria; 


531540 Bacteria_ 
thermophila strai 
Proteob 


Bacteria; 


531540 Bacteria_ 
danicus strain DB 


Bacteria; Firmic 


531540 Bacteria_ 
quisquiliarum str 
quisquiliarum Bac 
531540 Bacteria_ 


strain LK2-10 16 


Deltaproteobacteria; Desulfobacterales; 
16S 944906 944852 29 83 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
16S 949593 949539 29 83 gi 
bosomal RNA, partial sequence 949 


nce 
riales; 


Desulfoba 


265678415 
94484 


265678412 
535 95104 


Co: 


fofaba. 
Hydrogenophaga 
enophaga pseudoflava 


cteraceae; Desul 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hydrogenophaga. 
ref|NR_028714.1| Acidovorax delafieldii 
9 Acidovorax delafieldii Bacteria; 


Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

16S 1010927 1010905 26 48 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 1029143 1029117 29 55 gi|265678358|ref|NR_028660.1| Thiomicrospira 

n I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

16S 1033810 1033772 26 64 gi|265678355|ref|NR_028657.1| Aneurinibacillus 

4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
utes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

16S 1046083 1046045 26 64 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 

ain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 

teria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

16S 1047617 1047579 26 64 gi|265678346|ref|NR_028648.1| Micromonospora eburnea 


S ribosomal RNA, partial sequence 


1047573 1049049 Micromonospora eburnea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


531540 Bacteria_16S 


1097174 1097124 29 79 gi 


scabrisporus strain KM-4927 16S ribosomal RNA, partial 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
531540 Bacteria_16S 
strain DF-32 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbispora. 
531540 Bacteria_16S 
ATCC 35469 16S ribosomal 
Proteobacteria; 


Bacteria; 


531540 Bacteria_16S 
shabanensis strain E1L3A 16S ribosomal RNA, 
shabanensis Bacteria; 
Salinisphaera. 
531540 Bacteria_16S 


Streptomyces. 
1107807 1107769 26 
ribosomal RNA, 


64 
partial sequence 


gi 


1118364 1118338 29 55 
RNA, partial sequence 
Gammaproteobacteria; Enteroba 
1139609 1139587 26 48 gi 
complete se 


Gammaproteobacter 


gi 


Proteobacteria; 


1182010 1181976 21 55 gi 


stercorihominis DSM 17244 16S ribosomal RNA, partial se 


stercorihominis DSM 17244 Bacteria; 
531540 Bacteria_16S 1195608 1195566 31 
acetiphilus DSM 1 
12809 Bacteria; 
531540 Bacteria_16S 
DSM 15641 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; 
Cryptobacterium. 
531540 Bacteria_16S 
strain Cal06 16S 


Deferribacteres; 


Firmicutes; Clostri 
73 gi 
2809 16S ribosomal RNA, partial sequen 
Deferribacterales; Def 
1207766 1207740 29 55 gi 


Coriobacteridae; Coriobacteri 


1216728 1216682 29 75 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


531540 Bacteria_16S 
metallireducens s 
metallireducens Bacteria; 
531540 Bacteria_16S 
limnophilus strai 
limnophilus Bacteria; 
531540 Bacteria_16S 

juglandis strain LMG 747 16S ribosomal RNA, partial 
juglandis Bac 


pv. 
pv. 
Xanthomonas. 


531540 Bacteria_16S 
strain HKI 0122 1 


1243949 1243923 29 55 gi 
Firmicutes; Clostridia; Clost 
1254384 1254346 26 64 gi 
n DSM 6472 16S ribosomal RNA, partial 

Firmicutes; Bacillales; Paenibaci 


1311580 1311554 29 55 gi 


teria; Proteobacteria; Gammaproteobact 


1333195 1333149 29 75 gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Beutenbergia. 
531540 Bacteria_16S 


1336246 1336208 26 64 gi 


gallaeciensis strain BS107 16S ribosomal RNA, partial s 


gallaeciensis BS1 


Phaeobacter. 


531540 Bacteria_16S 


07 Bacteria; Proteobacteria; Alphaprot 


1356042 1356012 25 55 gi 


cellulovorans strain 743B 16S ribosomal RNA, partial se 


cellulovorans 743 
531540 Bacteria_16S 


cl 
gi 


B Bacteria; Firmicutes; 
1362017 1361995 26 


Clostridia; 
48 


antarcticus strain 307 16S ribosomal RNA, partial seque 


Bacteria; 


Firmicutes; 


Proteobacteria; Alphaproteobacteria; Rhodobac 
531540 Bacteria_16S 
strain GD521 16S 
Bacil 
531540 Bacteria_16S 
strain CCM 132 16 


1433095 1433065 25 55 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1460348 1460298 29 79 

S ribosomal RNA, partial sequence 


gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


531540 Bacteria_16S 
sciuri str 
sciuri Bac 
531540 Bacteria_16S 


subsp. 
subsp. 


1478615 1478585 25 55 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1490799 1490769 25 55 gi 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 


WM1 Bacteria; 
531540 Bacteria_16S 
51271 16S ribosomal RNA, 
Clost 
531540 Bacteria_16S 


Firmicutes; 


Fir 


cl 
gi 


micutes; Clostridia; Clostridiales; 
1498305 1498279 29 55 

complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1516203 1516169 21 55 gi 


265678311 
sequence 


265678303 


1107766 11092 
Streptosporanginea 


228716249 


1118333 11198 


cteriales; 
253680763 
quence 
ia; Salini 


228717350 
quence 

dia; Clost 
228715574 
ce 11955 
erribacter 
228715352 


1207714 12091 


ales; Cori 


219878473 


1216681 12181 


ococcineae 
219857537 


train 853-15 16S ribosomal RNA, partial sequence 


ridiales; 
219857194 
sequence 
llaceae; B 
228721465 
sequence 
eria; Xant 


228721490 


6S ribosomal RNA, partial sequence 1333148 13346 


ales; Micr 


228721486 
equence 
eobacteria 


228720131 
quence 

ostridiale 
228719132 
nce 13619 


224581433 


1433051 14345 


224581412 


1460297 14618 


ococcineae 
219878381 
ete sequen 
ococcus. 

219846902 
14907 
ostridiace 
219846656 


1498269 1499735 Caton 


Catonella 
219873435 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfotignum. 


ref 


ref 


ref 


Ent 
ref 


R 


spha 


ref 


R 


ridi 
ref 


acea 
ref 


obac 
ref 


> Mi 
ref 


Pept 
ref 


revi 
ref 


homo 
ref 


Ococ 


ref 
s; C 
ref 


ref 


ref 


> Mi 
ref 


ref 


ae; 
ref 
ella 


1097121 109859 
Actinomyceta 


139586 114102 


181973 118343 


65 1197080 Denitr 


48 Arthrobacter 


1243915 124542 


1254345 125584 


1311542 131304 


32 Beutenbergia 


1336206 133758 


1356004 135748 


76 1363364 Octade 
terales; Rhodo 


ce 1478573 148010 


49 1492247 Clostr 


NR_028613.1 
les; Strepto: 
NR_028605.1 
e; Streptosp 
NR_027549.1 


erobacteriac 
NR_028011.1 


erales; Sali 


NR_027562.1 


ales; Eubact 
NR_027535.1 


e; Denitrovi 
NR_027524.1 


terineae; Co 
NR_025612.1 


crococcaceae 
NR_025125.1 


ococcaceae; 
NR_024822.1 


bacillus. 
NR_027606.1 


nadales; Xan 
NR_027613.1 
cineae; Beut 
NR_027609.1 
odobacterale 


NR_027589.1 


lostridiacea 
NR_027580.1 


bacteraceae; 
NR_027215.1 
NR_027193.1 
crococcaceae 
NR_025520.1 
NR_026494.1 
Clostridium. 


NR_026248.1 
morbi ATCC 


ref 


Streptomyces 
9 Streptomyces 
mycineae; 


Microbispora corallina 


07 Microbispora corallina Bacteria; 


orangiaceae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Salinisphaera 

5 Salinisphaera 

nisphaeraceae; 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 
Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Desulfitobacterium 

8 Desulfitobacterium 

Desulfitobacterium. 
Brevibacillus 

5 Brevibacillus 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


thomonadaceae; 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 
Staphylococcus sciuri 
0 Staphylococcus sciuri 


Clostridium 
idium saccharolyticum 


Catonella morbi ATCC 
51271 Bacteria; 


NR_025194.1 


Desulfotignum 


1516159 1517596 Desulfotignum 


531540 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


531540 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


531540 Bacteria_16S 


strain JCM 3325 1 


Actinomadura. 


531540 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


531540 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


1517680 1517650 25 55 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1520706 1520668 26 64 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 


gi 
H 


ia 
ae 
1534414 1534376 26 


64 gi 


Strept 
1569059 1569021 26 64 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1573573 1573535 26 64 gi 


ce 
le 


do 


1575098 1575060 26 64 gi 


219857618 
1517647 15191 
espellia. 
219857610 


1 sequen 
Actino: 


v 


219857414 
6S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; 


osporang 


219878173 


15690 


s; Phyll 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
531540 Bacteria_16S 


nocardin 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


ref|NR_025207.1 


ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref |NR_025002.1 
13 Actinomadura 
ineae; Thermomon 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref |NR_024687.1 


eae; 
ref 


Actinosynne 
NR_024686.1 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Nocardia 
6 Nocardia 
ebacterineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
531540 Bacteria_16S 1576611 1576582 26 55 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 1579665 1579627 26 64 gi|219878491|ref|NR_025251.1| Sinorhizobium 
americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 1581060 Sinorhizobium 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Sinorhizobium/Ensifer group; Sinorhizobium. 

531540 Bacteria_16S 1585772 1585742 25 55 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 


LMG 22167 16S rib 
Bacillales; Bacil 


531540 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


531540 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


531540 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


531540 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


531540 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


531540 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


531540 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


531540 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


531540 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


531540 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


531540 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


531540 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


531540 Bacteria_16S 


strain HS-5 16S r 


osomal RNA, partial sequence 
laceae; Bacillus. 

1611835 1611813 26 48 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1 
ri 
1617853 1617819 29 


63 gi 


hingobacteria; Sphingobacteriales; Cyclo 
1619376 1619342 29 63 gi 
n LMG 21971 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


s 
ph 


1620899 1620865 29 63 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1 
Sp 


1623927 1623893 29 63 

ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1629926 1629888 26 64 gi 


gi 


lo 


Bacillus. 
64 


lales; Bacillaceae; 
1649741 1649703 26 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1651229 1651199 25 55 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1666608 1666582 29 55 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671215 1671189 29 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1684786 1684756 25 55 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1690890 1690868 26 48 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 
ob 


pa 


ci 


E 


E 


ak 
ri 


1585730 15872 


219878468 


sequence 
a; Rhodo 


219878464 
16S ribosomal RNA, partial sequence 1617815 16192 


bacteria 


219878463 


equence 
ingobact 


219878462 


sequence 
hingobac 


219878460 
1623889 16253 


bacteria 


219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


219878442 
1649700 16511 


acterace 


219878441 


rtial se 
llaceae; 


219878430 


16665 
nterobac 


219878427 
1671187 16725 


nterobac 


219878418 
1684753 16861 


219878413 


sequence 
a; Pseud 


1704773 1704743 25 55 
ibosomal RNA, partial sequence 


gi 


219878404 
1704738 1706197 Thermoleophilum album Bacteria; 


33 Bacillus humi 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref |NR_025603.1 
87 Algoriphagus 
ceae; Algoriphag 
ref|NR_025602.1 
1619338 162081 
eriales; Cycloba 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


ref|NR_025599.1 


ceae; Belliella. 
ref|NR_025595.1 


ref|NR_025581.1 

ae; 
ref 

quen 


Labrys. 
NR_025580.1 
ce 165119 
Bacillus. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025557.1 


ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


Bacteria; Firmicutes; 


Loktanella 
8 Loktanella 


obacteraceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 

0 Algoriphagus 

cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Bacillus 
2 1652677 Bacillus 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


ref|NR_025543.1 


Thermoleophilum album 


Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 


531540 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


531540 Bacteria_16S 
16S ribosomal RNA, partial sequence 1716916 17183 


strain DSM 12145 
Bacteroidetes; Sp 


531540 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 


531540 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


531540 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


531540 Bacteria_16S 
16S ribosomal RNA, partial sequence 1751903 17534 


strain LMG 18422 
Firmicutes; Bacil 


531540 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


531540 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


531540 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


531540 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


531540 Bacteria_16S 


necropolis strain 
necropolis Bacter 


531540 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


531540 Bacteria_16S 


strain SE3104 16S 
Proteobacteria; A 


531540 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


531540 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


531540 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


531540 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


531540 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


531540 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


at 
G 


531540 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


531540 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


531540 Bacteria_16S 


strain IBS 506 16 
Proteobacteria; A 


hingobacteria; Sphingobacteriales; in 
1718491 1718457 29 63 


bosomal RNA, partial sequence 


Sph 
gi 


lales; Bacillaceae; Bacillus. 
1768605 1768559 28 74 


bosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

1859790 1859764 29 55 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


Rh 


al 
er 
1868947 1868921 29 55 gi 
ammaproteobacteria; Alteromonadales; Alt 
1940341 1940303 26 64 gi 
lales; Bacillaceae; Bacillus. 
1967802 1967756 30 76 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
1987788 1987762 29 55 gi 


gi 


ed 


531540 Bacteria_16S 


gobac 


odosp 


sequ 


eromo 


is; T 


ter 


219878395 
1718445 17199 


219878358 
1768558 17700 


1850849 18521 


iri 


219878294 


enc 


ia; Alte 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 


nad 


219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


219878216 
1967755 19691 


her: 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 


1715415 1715381 29 63 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 
1716963 1716929 29 63 gi|219878396|ref|NR_025535.1| Pedobacter saltans 


94 Pedobacter saltans Bacteria; 

iaceae; Pedobacter. 

ref|NR_025534.1| Pedobacter cryoconitis 
39 Pedobacter cryoconitis Bacteria; 


hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 
1730617 1730571 29 75 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
n DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
1742875 1742837 26 64 gi|219878378|ref|NR_025517.1| Nocardiopsis 
R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
1751944 1751906 26 64 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


ref|NR_025497.1| Nautilia lithotrophica 
21 Nautilia lithotrophica Bacteria; 


psilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

1786671 1786649 26 48 gi|219878344|ref|NR_025483.1| Halorhodospira 
n SG 3301 16S ribosomal RNA, partial sequence 1786631 1787986 Halorhodospira 
ria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 

1789611 1789573 26 64 gi| 219878342 |ref|NR_025481.1]| Virgibacillus 
n LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

1800261 1800223 26 64 gi|219878335|ref|NR_025474.1| Paenibacillus 
IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

1803382 1803344 26 64 gi|219878333|ref|NR_025472.1| Virgibacillus 
LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
ia; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

1808025 1807987 26 64 gi|219878330|ref|NR_025469.1| Planococcus 
n CMS 260r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
ria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

1850881 1850855 29 55 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
llaceae; Roseospira. 

ref |NR_025433.1] Alteromonas 

e 1859752 1861233 Alteromonas 
romonadales; Alteromonadaceae; 


ref|NR_025427.1| Glaciecola polaris 

93 Glaciecola polaris Bacteria; 

aceae; Glaciecola. 

ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref|NR_025355.1| Thermicanus aegyptius 
80 Thermicanus aegyptius Bacteria; 
micanus. 
ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatumella. 

2001664 2001638 29 55 gi|219878194|ref|NR_025333.1| Leminorella grimontii 
6S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 

2018378 2018340 26 64 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 

ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
lphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

2019850 2019812 26 64 gi|219878182|ref|NR_025321.1| Maricaulis 
train MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
acteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 

2074801 2074763 26 64 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

2079416 2079378 26 64 gi|219878136|ref|NR_025275.1| Propionimicrobium 


2079371 2080872 Propionimicrobium 


lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriaceae; Propionimicrobium. 


531540 Bacteria_16S 


strain IBS 382 16S ribosomal RNA, partial sequence 


2084055 2084017 26 


64 


gi|219878133 
2084014 20854 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


531540 Bacteria_16S 


2094638 2094600 26 


64 


strain SW-72 16S ribosomal RNA, partial sequence 


Firmicutes; 
531540 Bacteria_16S 


aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardioides. 

531540 Bacteria_16S 
strain SW-47 16S 
Proteobacteria; 
531540 Bacteria_16S 
sibiricum strain 
Bacteria; Firmicutes; 
531540 Bacteria_16S 


strain TF-9 16S ribosoma 
lales; 


Firmicutes; Bacil 
531540 Bacteria_16S 
strain HSL-3 16S 
Firmicutes; Bacil 
531540 Bacteria_16S 
strain TF-12 16S 
Firmicutes; Bacil 
531540 Bacteria_16S 
strain TF-11 16S 
Firmicutes; Bacil 
531540 Bacteria_16S 
strain YIM 90003 


Streptomonospora. 
531540 Bacteria_16S 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial 


Bacillales; 


ribosomal RNA, 
Gammapro 


Z-7981 


ribosomal RNA, 
lales; 


ribosomal RNA, 
lales; 


ribosomal RNA, 
lales; 


16S rib 
Actinobacteria; Actinoba 


Bacillaceae; 
2099179 2099141 26 


2100710 2100684 29 
partial 


2103853 2103831 26 


Clostridia; 
2114384 2114346 26 


Planococcaceae; 
2118974 2118936 26 
partial 
Bacillaceae; 
2123485 2123447 26 
partial 
Bacillaceae; 
2125042 2125004 26 
partial 
Bacillaceae; 
2156698 2156660 26 


2165827 2165789 26 


Clostridiales; 


Bacillus. 


64 


1 RNA, partial sequence 
Planococcus. 


64 
sequence 


Halobacillus. 


64 
sequence 


Bacillus. 


64 
sequence 


Bacillus. 


64 


64 


gi| 219878125 
2094597 20961 


219878122 
20991 


gi 


55 gi|219878121|ref|NR_025260.1 
sequence 2100672 21021 
teobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
48 gi| 219878117 |ref|NR_025256.1 
16S ribosomal RNA, partial sequence 2103827 2105235 Anoxyn 
Clostridiaceae; Anoxynatronum. 
64 gi| 219857658 |ref|NR_025247.1 


2114343 21158 


gi|219857655 
2118933 21204 


gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


gi| 219857630 


osomal RNA, partial sequence 2156657 21581 
cteridae; Actinomycetales; 


Streptosporang 


219857624 
sequenc 


gi 


chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 


Pseudonocardiaceae; 
531540 Bacteria_16S 


Pseudonocardia. 


2224807 2224769 26 


64 


gi|219857582 


daejeonensis strain AM141 16S ribosomal RNA, partial sequence 


daejeonensis Bacteria; 
531540 Bacteria_16S 
kribbensis strain 
Bacteria; Firmicutes; 
531540 Bacteria_16S 


Firmicutes; 
2226370 2226332 26 


Bacillales; 
2266188 2266150 26 


Bacillales; 


64 


AM49 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


64 


strain SK-1 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
531540 Bacteria_16S 
strain L2-TR 16S 
Proteobacteria; 

531540 Bacteria_16S 


lales; 


Bacillaceae; 
2298005 2297983 26 


2316189 2316151 26 


Geobacillus. 


48 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


64 


Paenibacil 


laceae; 
219857581 
22263 


gi 


Paenibacillus. 


gi|219857555 
2266147 22676 


gi| 219857531 
2297982 22993 
Idiomarinac 


gi|219857518 


brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 


brasilensis Bacteria; 
531540 Bacteria_16S 
NRRL B-24104 16S 


Firmicutes; 
2341814 2341776 26 


Bacillales; 


64 


ribosomal RNA, partial sequence 


Paenibaci 


llaceae; P 
gi| 219857500 
2341772 23432 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


531540 Bacteria_16S 


2349366 2349340 29 


55 


gi|219857494 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 23493 


Bacteria; 
531540 Bacteria_16S 
strain YKJ-10 16S 
Firmicutes; Bacil 
531540 Bacteria_16S 
inopinatus strain 


Desulfovibrio. 
531540 Bacteria_16S 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
531540 Bacteria_16S 


lales; 


2381238 2381200 26 


Bacillaceae; 
2414872 2414838 21 


2431451 2431413 26 


Bacillales; 
2451284 2451246 26 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


64 


ribosomal RNA, partial sequence 
Bacillus. 


55 


64 


64 


Hypho: 
gi| 219857472 
2381197 23827 


gi] 219857450 


HHQ 20 16S ribosomal RNA, partial sequence 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfo 


219857436 
24314 


gi 


Paenibacillus. 


ref|NR_025272.1 


Bartonella. 


ref |NR_025264.1 


ref |NR_025261.1 


ref|NR_025244.1 
54 Halobacillus 


ref |NR_025241.1 


ref |NR_025240.1 


ref |NR_025219.1 


ineae; Nocardiop 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


Paenibacillus. 
ref|NR_025169.1 
29 2227839 Paenib 


ref|NR_025143.1 


ref|NR_025119.1 
eae; Idiomarina. 
ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025088.1 


eae; Pseudonocar 
ref |NR_025082.1 
35 2350745 Hyphom 
microbiaceae; Hy 
ref|NR_025060.1 


ref|NR_025038.1 
2414827 241631 
vibrionales; Des 


ref |NR_025024.1 
10 2432897 Paenib 


gi|219857418 


peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 


peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Nocardioides 


38 2100621 Nocardioides aquiterrae 
Propionibacterineae; 


Nocardioidaceae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Anoxynatronum 
atronum sibiricum 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 
Pseudonocardia 
9 Pseudonocardia 


seudonocardineae; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Paenibacillus 
1 Paenibacillus 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 

Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Paenibacillus 
acillus chinjuensis 


ref|NR_025006.1 
2451243 245274 
Seinonella 


Seinonella 
3 Seinonella 


531540 Bacteria_16S 2470968 2470922 29 


versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
531540 Bacteria_16S 
strain DNP505 16S 


2496348 2496310 26 


531540 Bacteria_16S 
strain DSM 12769 


2505527 2505505 26 


531540 Bacteria_16S 2519188 2519162 29 


75 


64 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


48 


55 


ATCC 700122 16S ribosomal RNA, partial sequence 


Actinobacteria; Coriobacteridae; 
531540 Bacteria_16S 2550433 2550395 26 
subsp. spizizenii 
subtilis subsp. spizizenii Bacteria; 


531540 Bacteria_16S 2558165 2558107 22 


Coriobacteriales; 


64 


80 


strain SR12 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
531540 Bacteria_16S 


Clostridiales; 
2593549 2593503 29 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


531540 Bacteria_16S 
strain ATCC 51603 


2619768 2619742 29 


531540 Bacteria_16S 2631878 2631844 28 


strain ACAM 81 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 
531540 Bacteria_16S 2642665 2642627 26 


campinasensis strain 324 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


campinasensis Bacteria; Firmicutes; 
531540 Bacteria_16S 2651797 2651740 29 


Bacillales; 


75 


55 


62 


64 


86 


strain VB32 16S ribosomal RNA, partial sequence 


531540 Bacteria_16S 2656230 2656192 26 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partial 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; Nocardioides. 
531540 Bacteria_16S 2657755 2657717 26 


erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Nocardioidaceae; Aeromicrobium. 
531540 Bacteria_16S 2659279 2659241 26 


64 


64 


64 


gi 


gi 


2496307 24977 


gi 


16S ribosomal RNA, partial sequence 2505486 25069 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodos 


gi 


2519150 25206 
Coriobacterine 


gi 


strain NRRL B-23049 16S ribosomal RNA, 


Firmicutes; Bacillales; 


gi 


2558106 25596 
Eubacteriaceae; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


2631843 26332 
Flavobacteriaceae 


gi 


gi 


2651733 26532 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


gi 


gi 


gi 


strain ATCC 39419 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Kribbella. 


531540 Bacteria_16S 2669672 2669634 26 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
531540 Bacteria_16S 
strain MS1-3 16S 


2677239 2677201 26 


531540 Bacteria_16S 2678739 2678701 26 


64 


64 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


64 


gi 


Streptosporang 


gi 


2677198 26786 
Corynebacterin 


gi 


juripiscarius strain IS40-3 16S ribosomal RNA, partial 


juripiscarius Bacteria; 
531540 Bacteria_16S 
strain IFM 10088 


Firmicutes; 
2687738 2687700 26 


531540 Bacteria_16S 
silvatica strain 


2692209 2692171 26 


Streptosporangiaceae; 
531540 Bacteria_16S 


Planotetraspora. 
2696538 2696500 26 


voinovskiensis strain TH13 16S ribosomal RNA, partial s 


voinovskiensis Bacteria; Firmicutes; 
531540 Bacteria_16S 2705720 2705682 26 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial s 
Bacillales; 


oxidotolerans Bacteria; 
531540 Bacteria_16S 


Firmicutes; 
2707288 2707262 22 


Bacillales; 


Bacillales; 


64 


64 


64 gi 
Bacill 
64 gi 


48 


Bacillaceae; 


gi 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Bacillales Family 


gi 


219857402 

24709 
Ecto 

219857385 


219857373 
219857364 
219857343 
partial 

219857338 
Eubacteriu 


219857272 


219857252 

26197 
Enterobac 

219857237 


219857229 


219857223 


219857219 
sequence 
Actin 


219857218 


219857217 
26592 
Prop 


219857210 


219857204 


219857203 
sequence 
Lent 
219857197 


219857193 


219857190 
equence 
aceae; Ano 
219857184 
equence 


219857183 


, 


, 


thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 


Hydrogenimonas. 


ref 


thio 
ref 


eae; 
ref 
ref 

ae; 

ref 


sequence 
Bacil 


ref 


eae; 
ref 


ref 


ref 


ref 


ref 
omycetales; 
ref 
ales; 
ref 

ioni 


ref 


ref 
eae; 
ref 
ref 


eae; 
ref 


ales; 


ref 


ref 


ref 


laceae; 


2642624 26441 
Paenibacillus. 


Azoarcus. 


2656189 26576 


2657714 26591 


Streptos 


2678696 26802 


ibacillus. 
NR_024825.1 
13 Nocardia sienata Bacteria; 
Nocardiacea 
NR_024821.1 


2692168 26936 


2696496 26980 


xybacillus. 
NR_024812.1 


2705678 27071 
XII. Incertae 


NR_024990.1 
21 2472353 Thioal 
rhodospirace 
NR_024973.1 
79 Rhodococcus koreensis Bacteria; 
Nocardiacea 
NR_024961.1 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkali 
NR_024952.1 
14 Slackia exigua ATCC 700122 Bacteria; 
Coriobacteri 
NR_024931.1 
255039 
Bacillu 
NR_024926.1 
14 Eubacterium aggregans Bacteria; 
m. 
ref|NR_024903.1 
10 Mycobacterium 
Mycobacteri 
NR_024883.1 
36 2621149 Kluyve 
teriaceae; 
NR_024865.1 
96 Flavobacterium xanthum Bacteria; 
Flavobacterium. 
NR_024857.1 


NR_024851.1 
16 Azoarcus indigens Bacteria; 


NR_024847.1 
Prop 
NR_024846.1 
Propioniba 
NR_024845.1 
38 2660707 Kribbe 
bacterineae; 
NR_024838.1 
87 Microbispora 
ineae; 
NR_024832.1 
45 Nocardia takedensis Bacteria; 


Nocardiacea 
NR_024831.1 


Streptospo 


NR_024818.1 


NR_024811.1 


3 


6 


8 


Pp 


al 


3 


0 


9 
s 


Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 

Rhodococcus koreensis 


e; Rhodococcus. 
Alkalispirillum mobile 


spirillum. 
Slackia exigua strain 


aceae; Slackia. 
Bacillus subtilis 

4 2551802 Bacillus 

Ss. 
Eubacterium aggregans 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Kluyvera georgiana 
ra georgiana Bacteria; 


Kluyvera. 


Flavobacterium xanthum 


Paenibacillus 
1 Paenibacillus 


Azoarcus indigens 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 
Nocardia takedensis 


e; Nocardia. 
Lentibacillus 
9 Lentibacillus 


Nocardia sienata 


e; Nocardia. 
Planotetraspora 
9 Planotetraspora 
rangineae; 


Anoxybacillus 
1 Anoxybacillus 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 


Hydrogenimonas 


2707242 2708663 Hydrogenimonas 


531540 Bacteria_16S 2750547 2750509 26 64 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 
531540 Bacteria_16S 2752041 2752003 26 64 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
531540 Bacteria_16S 2753537 2753499 26 64 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
531540 Bacteria_16S 2759597 2759559 26 64 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
531540 Bacteria_16S 2777788 2777750 26 64 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
531540 Bacteria_16S 2788404 2788374 25 55 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
531540 Bacteria_16S 2795663 2795625 26 64 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
531540 Bacteria_16S 2797186 2797148 26 64 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
531540 Bacteria_16S 2798706 2798668 26 64 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
531540 Bacteria_16S 2800228 2800190 26 64 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
531540 Bacteria_16S 2801751 2801713 26 64 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


531540 Bacteria_ 
strain IFO 12512 


6S 2803272 2803234 26 64 gi 


16S ribosomal RNA, partial sequence 2803231 28 


omonospo 
219857114 
0 


ri 


47 


neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
531540 Bacteria_16S 2804793 2804755 26 64 gi|219857113|ref|NR_024741.1] Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

531540 Bacteria_16S 2806316 2806278 26 64 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

531540 Bacteria_16S 2807837 2807799 26 64 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

531540 Bacteria_16S 2818375 2818337 26 64 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

531540 Bacteria_16S 2819869 2819831 26 64 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

531540 Bacteria_16S 2821362 2821324 26 64 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 

531540 Bacteria_16S 2827393 2827363 25 55 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 
strain IHB1 16S ribosomal RNA, partial sequence 2827347 2828849 Thermosipho japonicus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

531540 Bacteria_16S 2828941 2828903 26 64 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 


strain JCM 9312 
Actinobacteria; 
Catenuloplanes. 


16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Appendix 7 
Combined multi-FASTA of Archaeal, Bacterial, and Fungal 16S rRNA RefSeq sequences 


>Archaea_16S 

GGCCCCGACCGCTATCGGGGTGGGGCTAAGCCATGGGAGTCGTACGCTCCGCCGCTGCGGGGCGTGGCGGACGGCTGAGTAACACGTGGCCAACCTACCCTCGGG 
AGGGGGATAACACCGGGAAACTGGTGCTAATCCCCCATAGGGGAGGAGGCCTGGAAGGGTTCCTCCCCGAAAGGGCGTAGCGGGGGTTATCGCCGCTACGCCGCC 
CGAGGATGGGGCTGCGGCCCATCAGGTAGTTGGCGGGGTAACGGCCCGCCAAGCCGAAGACGGGTAGGGGCCGTGAGAGCGGGAGCCCCCAGTTGGGCACTGAGA 
CAAGGGCCCAGGCCCTACGGGGCGCACCAGGCGCGAAACCTCCGCAATGCGGGAAACCGTGACGGGGTCACCCCGAGTGCCCCCGATAAGGGGGCTGTTCCCCGC 
CGTAGGATGGCGGGGGTAGTAAGCGGGGGGCAAGTCCGGTGTCAGCCGCCGCGGTAATACCGGCCCCGCGAGTGGTCGGGGTGATTATTGGGCCTAAAGCGCCCG 
TAGCCGGCCCGGTAAGTCTCCCCTAAAATCCCCGGGCTCAACCCGGGGATTGGGGGAGATACTGCCGGGCTAGGGGGCGGGAGAGGCCGAGGGTACTCCCGGGGT 
AGGGGCGAAATCCGTTAATCCCGGGAGGACCACCCGTGGCGAAGGCGCTCGGCTGGAACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGGAGCGAACCGGATTAG 
ATACCCGGGTAGTCCCGGCTGTAAACGATGCGGGCTAGCTGTTGGGTGGGCTTAGAGCCCACCCAGTGGCGCAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTA 
CGGCCGCAAGGCTGAAACTCAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAGCCTGCGGTTCAATTGGAGTCAACGCCGGGAATCTTACCGGGGGAGACAG 
CAGGATGACGGCCAGGTTAAAGGCCTTGCCCGACGCGCTGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTCGTGAGATGTCTGGTTAAGTCCAGCAACGAGCG 
AGACCCCCACCCCCAGTTGCTACCCCGGCCTCAGGGCCGGGGGCACACTGGGGGGACTGCCGCCGTTTAAGGCGGAGGAAGGAGGGGGCCACGGCAGGTCAGCAT 
GCCCCGAATCCCCCGGGCTACACGCGGGC TACAATGGCGGGGACAGCGGGTGCCGACCCCGAAAGGGGGAGGCAATCCCTCAAACCCCGCCGCAGTTGGGATCGA 
GGGCTGCAACTCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCGTGTCAACATCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACC 
CAAGGGGAGGGGGAGTGAGGCCCGGCCTTGTTGGTCGGGTCGAACTCCCCCTCCCTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCGCTATAGGGGTAGGGCTAAGCCATGGGAGTCGTACGCTCTCGGGAAGAGGGCGTGGCGGA 
CGGCTGAGTAACACGTGGCTAACCTGCCCTTGGGATCTGGATAACCCCGGGAAACTGGGGCTAATCCGGAGCGGGCAAGGGAATCTGGAATGATCTCTTGCCTAA 
AAGCCTCTCGGCTGATCCCGTCGAGAGGCGCCCAAGGATGGGGCTGCGGCCCATCAGGCTGTTGGGGGAGTAAAGGTCCCCCAAACCGATAACGGGTAGGGGCCG 
TGGGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGGCCTACGGGGCGCACCAGGCGCGGAACGTCCCCAATGCGGGAAACCGTGAGGGCGTTACCC 
CTAGTGCCCTCGCAAGAGGGCTTTTCTCCACTCCAGAAAGGTGGAGGAATAAGCGGGGGGCAAGACTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAGTGA 
TCGGGACGTTTATTGGGCTTAAAGCGCCCGTAGCCGGCCTGTAAAGTCACCGTTTAAAGACCCGGGCTCAACTCGGGGAACGGCGGTGATACTTACAGGCTAGGG 
GGCGGGAGAGGTCGGAGGTACTCCCGGAGTAGGGGCGAAATCCTCAGATCCCGGGAGGACCACCAGTGGCGAAAGCGTCCGGC TAGAACGCGCCCGACGGTGAGG 
GGCGAAAGCCGGGGTAGCAAATAGGATTAGATACCCTAGTAGTCCCGGCTGTAAACGATGCAGGCTAGGTGTCGCGTAGGCTTTGTGCCTGCGCGGTGCCGCAGG 
AAAACTGGTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAACCTGCGGCTCAATTGGAGT 
CAACGCCTGGAATCTCACCGGGGGAGACCGCAGGATGACGGCCAGGCTAACGACCTTGCCAGACTCGCGGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGT 
GAAATGTCCGGTTAAGTCCGGCAACGAGCGAGACCCCCACTTCTAGTTGGTAACCGTCTCTCCGGAGACGGTCCACACTAGAAGGACTGCCGGTGTTAAACCGGA 
GGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAAACTTCCGGGCCGCACGCGGGTTACAATGGCAGGGACAGCGGGATCCGACCCCGAGAGGGGAAGGCAAT 
CCCACAAACCCTGCCTCAGTTGGGATCGAGGGCTGAAACTCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCGGGTCAACAACCCGCGGTGAATACGTCCCTGC 
TCCTTGCACACACCGCCCGTCGCTCCACCCGAGTGGAGGGGAAGTGAGGCCTCTTGCCCCTCGGGGTGGGAGGTCGAGCTTCTCCTCCGCGAGGGGGGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGCGGCCAGACTCCGGTTGATCCTGCCGGACCCGACCGCTATCGGGGTGGGGCTAACCCAT 
GGAAGTCTAGGAGCCGGGGCTACGGCCGGCTCCGGCGGACGGCTCAGTAGCACGTGGCTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGATAAAC 
CCCCATAGGCGCGGACACCTGGAATGGGTCCGCGCTGAAAGGGCCACGGTACCATGCTTACCGTGGCCGCCCGAGGATGGGGCTGCGCCCTATCAGGTAGTTGGC 
GGGGTAACGGCCCGCCAAGCCGATAACGGGTGGGGGCCGTGAGAGCGGGAGCCCCGAGATGGGCAC TGAGACAAGGGCCCAGGCCCTACGGGGTGCACCAGGGGC 
GAAACTTCCGCAATGCGGGAAACCGTGACGGAGTCACCCCGAGTGCCACCCGAAGAGGGTGGCTTTTGCCCGGTCTAAAAAGCCGGGCGAATAAGCGGGGGGCAA 
GCTTGGTGTCAGCCGCCGCGGTAATACCAACCCCGCGAGTGGTCGGGACGTTTATTGGGCCTAAAGCGTCCGTAGCCGGCCCGGTAAGTCCCTCCTTAAAGCCCA 
CGGCTCAACCGTGGGAGCGGAGGGATACTGCCGGGCTAGGGGGCGGGAGAGGCCGGGGGTACTCCTGGGGTAGGGGCGAAATCCTATAATCCCAGGAGGACCACC 
AGTGGCGAAGGCGCCCGGCTAGCACGCGCCCGACGGTGAGGGACGAAAGCTGGGGGAGCAAAGGGGATTAGATACCCCCGTAGTCCCAGCTGTAAACGATGCGGG 
CTAGGTGTTGGACGGGCTTCGAGCCCGTCCAGTGCCGTAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGG 
GGGAGCACCACAAGGGGTGAAGCTTGCGGTTTAATTGGAGTCAACGCCGGAAACCTTACCGGGGGCGACAGCAGGATGAAGGCCAGGCTGACGACCTTGCCAGAC 
GAGCTGAGAGGAGGTGCATGGCCGTCGCCGGCTCGTGCCGTGAGGTGTCCTGTTAAGTCAGGGAACGAGCGAGACCCCCGCCCCTAGTTGCTACCCAGCCCTTCG 
GGGCTGGGGCACTCTAGGGGGACTGCCGGCGATAAGCCGGAGGAAGGTGGGGGCTACGGCAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGAGCTGCAAT 
GGCGGGGACAGCGGGTTCCGACCCCGAAAGGGGGAGGTAATCCCTTAAACCCCGCCTCAGTAGGAATCGAGGGCTGCAACTCGCCCTCGTGAACGTGGAATCCCT 
AGTAACCGCGTGTCACCAACGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGGGAGGCCTAGGTGAGGCCTCCTGCCGACGAG 
GTGGGAGGTCGAACCTGGGCCTCCCAAGGGGGGAGAAGTCGTAACAAGGTGGCCGTAGGGGAACCTGCGGCCGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNTCCGATTTAGCCATGCTAGTTGTACGAGTTTAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATG 
GATCCGGACAACCTCGGGAAACTGAGGCTAATCCGGAATACGATTCTCAAGTTGGAATTGCTGAGAATCCGAAACGCTCAGGCGCCATAGGATGTGGCTGCGGCC 
GATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACG 
GGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTCACCACCGTAAGGAGGTGGTA 
GAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAG 
TCTATCGGGAAATCTGCCCGCCTAACGGGCAGGCGTCCGGTGGAAACTGCGTGGCTTGGGACCGGAAGATCCAGAGGGTACGTCTGGGGTAGGAGTGAAATCCTG 
TAATCCTGGACGGACCGCCGGTGGCGAAAGCGCTCTGGAAGGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCC 
GAGCTGTAAACGATGTCTGCTAGGTGTGTCACAAACTACGAGTTTGTGATGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGA 
AACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGATGGTC 
AGTGTGATGAGCTTACCAGAGCCATTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACGCC 
TAATTGCCAGCAGTACCCTTGAGGTAGCTGGGTACATTAGGCGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTG 
CTGGGCGACACGCGGGC TACAATGGCCACGACAGTGGGATGCAACCCCGAGAGGGGACGCTAATCTCCGAAACGTGGTCGTAGTTCGGATTGAGGGCTGAAACTC 
GCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCC 
GGATGAGGCCGCCGCAACGGCGGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNCGATTTAGCCATGCTAGTTGTACGAGTTTGTACTCGTAGCAGATAGCTCAGTAACACGTGGTCAAACTACCCTATGGATCCGGATACCCTCGGGAAA 
CTGAGACTAATCCGGAATACGATTCCCAGGCTGGAACTGCGGGGAATCAGAAACGCTCCGGCGCCATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTA 
ACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGAGCAAGAGCCTGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACC 
TTTACACTGCACGCCAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTTGTAACCGTAGGAAGGTTACAGAATAAGTGCTGGGCAAGACC 
GGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCTATCGGGAAATCCGCACGC 
CTAACGTGCGGGCGTCCGGTGGAAACTGCGCGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGG 
TGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCT 
AGGTGTGTCACAAACTACGAGTTTGTGATGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGG 
GAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGACGGTCAGTGTGATGAGCTTACCTGAG 
CCATTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCATGCCTAATTGCCAGCAGTACCCTTG 
TGGTAGCTGGGTACATTAGGGAGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACA 


531540 Bacteria_16S 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
531540 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


531540 Bacteria_16S 


halophilum strain 
halophilum Bacter 


531540 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


531540 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


531540 Bacteria_16S 


IFO 16102 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
531540 Bacteria_16S 2940620 2940582 26 64 gi| 219856829 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Micromonosporaceae; Virgisporangium. 

531540 Bacteria_16S 2942139 2942101 26 64 gi| 219856828 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Micromonosporaceae; Virgisporangium. 

531540 Bacteria_16S 2951241 2951215 29 55 gi| 219856822 


strain JCM1234 16 
Proteobacteria; G 


531540 Bacteria_16S 


strain 10.268-1 1 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


531540 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


531540 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


531540 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


531540 Bacteria_16S 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


531540 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


531540 Bacteria_16S 


strain ORS 992 16 
Proteobacteria; A 


531540 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


531540 Bacteria_16S 


strain F98.3HR69 
Actinobacteria; A 


531540 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


531540 Bacteria_16S 


strain N2 16S rib 
Proteobacteria; A 


531540 Bacteria_16S 


strain Nl 16S rib 


2833513 2833475 26 64 gi 
1 16S ribosomal RNA, partial sequence 
ne 
2835043 2834993 30 80 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2876839 2876801 26 64 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2881540 2881502 26 64 gi 
S ribosomal RNA, partial sequence 


en 
ris 


qu 
e; 


osomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2984675 2984637 26 64 gi 


E 


ne 
2986197 2986159 26 64 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2999913 2999875 26 


ar 
da 
64 gi 
lales; Bacillaceae; Geobacillus. 

3001479 3001441 26 64 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3033213 3033175 26 64 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3065122 3065088 29 63 gi 
ain 1187 16S ribosomal RNA, partial se 
teria; Bacteroidetes; Sphingobacteria; 


ne 
vi 


eq 
id 


qu 
s 
3066617 3066579 26 


64 gi 


lales; Bacillales Family XI. Incertae Se 
3075531 3075493 26 64 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3089173 3089143 25 55 gi 
ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3098173 3098123 29 79 gi 


bi 


ia 
rn 


ctinobacteridae; Actinomycetales; Microc 
3102627 3102589 26 64 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3107141 3107111 25 55 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3108605 3108575 25 55 gi 
osomal RNA, complete sequence 


qu 


, 
gi 


ho 


219856901 


219856900 


219856873 


219856870 
2881499 28830 


lales; Bacillaceae; Bacillus. 

2937581 2937543 26 64 gi| 219856831 
in IFO 14455 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
e; Actinoalloteichus. 

2939099 2939061 26 64 gi| 219856830 


2939058 29405 


2951208 29526 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


531540 Bacteria_16S 219846932 


219846923 
6S ribosomal RNA, partial sequence 2999867 30013 


219846922 


219846900 


219846878 


219846877 
16S ribosomal RNA, partial sequence 3066573 30679 


219846871 
3075492 30769 


219846862 


219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
occineae; 
219846853 


219846850 
3107102 31085 


219846849 
3108566 3109980 Rhodovulum iodosum Bacteria; 


28334 
bacterin 


ce 28349 
ales; Bu 


ence 
Salimic 


nterobac 


bacterin 


tial seq 
e; Actin 


e 30014 
bacillus 


uence 


iales; C 


ence 
phingoba 


dis; Gem 


aceae; R 


1 sequen 
obacteri 


ence 
Actinomy 


dobacter 


ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref |NR_024692.1 

2876799 287831 
robium. 
ref|NR_024689.1 


ref|NR_024650.1 

2937540 293900 
cetales; Pseudon 
ref|NR_024649.1 
eae; Actinosynne 
ref |NR_024648.1 
2940579 294204 
etales; Micromon 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


v 


ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_026525.1 


Nocardiacea 
NR_026524.1 
e 298615 
etales; Cory 


eae; 
ref 

uenc 

omyc 


ref|NR_026515.1 


ref|NR_026514.1 
33 3002946 Brevib 
ref |NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref |NR_026470.1 

3065078 306652 
cteriales; Flexi 
ref |NR_026469.1 
ella. 
ref |NR_026463.1 


hizobium/Agrobac 
ref |NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref|NR_026448.1 
44 Arthrobacter 
3; Micrococcaceae 
ref|NR_026445.1 
102586 310404 
cetales; Micromo 


Ww 


ref|NR_026442.1 


aceae; Rhodovulu 


ref|NR_026441.1 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 

Burkholderia 
lderia kururiensis 
Burkholderia. 

Salimicrobium 
5 Salimicrobium 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 


porineae; 


Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Brevibacillus 
acillus thermoruber 


Clostridium 
4 Clostridium 
lostridium. 

Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Granulicatella 

3 Granulicatella 

tella. 

Arthrobacter rhombi 


rhombi Bacteria; 


v 


Arthrobacter. 
Verrucosispora 
7 Verrucosispora 
nosporineae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


531540 Bacteria_16S 3113100 3113040 26 
strain DSM 12081 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 
531540 Bacteria_16S 3126739 3126713 29 
zavarzinii strain ZV-622 
zavarzinii Bacteria; 
531540 Bacteria_16S 3128227 3128201 29 
hollandicum strain IFAM 
hollandicum Bacteria; 
Hyphomicrobium. 


531540 Bacteria_16S 3131141 3131103 26 


86 


55 


55 


64 


gi 


complete sequence 
Rhodocyclales; 


gi 


gi 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


gi 


219846846 


219846837 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


219846836 


219846834 


plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 


plurifarium Bacteria; 
Mesorhizobium. 
531540 Bacteria_16S 3153797 3153771 29 
orientis strain DSM 765 
Bacteria; Firmicutes; 
531540 Bacteria_16S 

guttoideum strain 
guttoideum Bacteria; 
531540 Bacteria_16S 


Clostridia; 
3157007 3156953 25 


Firmicutes; 
3181176 3181150 29 


strain LMG 471 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


531540 Bacteria_16S 3185830 3185804 29 


strain LMG 673 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


531540 Bacteria_16S 3187382 3187356 29 


Clostridiales; 


Clostridia; 


55 


79 


55 


Xanthomonadales; 


55 


Xanthomonadales; 


55 


Proteobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


3181138 31826 
Xanthomonadaceae; 


gi 


3185792 31872 
Xanthomonadaceae; 


gi 


219846819 


16S ribosomal RNA, partial sequence 3153764 3155274 Desulf 
Peptococcaceae; 


219846817 


DSM 4024 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846800 


219846797 


219846796 


vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 


vesicatoria Bacteria; 
Xanthomonas. 
531540 Bacteria_16S 


Proteobacteria; 


3188934 3188908 29 


strain LMG 690 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
531540 Bacteria_16S 3190486 3190460 29 


strain LMG 733 16S ribosomal RNA, partial sequence 
Xanthomonadales; 


Proteobacteria; Gammaproteobacteria; 
531540 Bacteria_16S 3192038 3192012 29 


strain LMG 847 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


531540 Bacteria_16S 3193590 3193564 29 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


Proteobacteria; Gammaproteobacteria; 
531540 Bacteria_16S 


3195140 3195114 29 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


531540 Bacteria_16S 3202531 3202505 29 


55 


Xanthomonadales; 


55 


55 


55 


55 


55 


strain DG-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
531540 Bacteria_16S 


Clostridia; 
3248029 3248000 24 


53 


strain WV6 16S ribosomal RNA, partial sequence 


Firmicutes; 
531540 Bacteria_16S 


Clostridia; Clostridiales; 
3288680 3288654 29 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


531540 Bacteria_16S 3290205 3290179 29 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


531540 Bacteria_16S 3291757 3291731 29 


strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


531540 Bacteria_16S 3293309 3293283 29 


strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


531540 Bacteria_16S 3294861 3294835 29 


albilineans strain LMG 494 16S ribosomal RNA, partial s 


albilineans Bacteria; 
Xanthomonas. 
531540 Bacteria_16S 


Proteobacteria; 


3296401 3296375 29 


55 


55 


55 


55 


55 


55 


Gammaproteobacteria; 


gi 


3188896 31903 
Xanthomonadaceae; 


gi 


3190448 31919 
Xanthomonadaceae; 


gi 


3192000 31935 
Xanthomonadales; 


gi 


gi 


3195102 31966 


gi 


3202501 32039 


Clostridiales; Veillonellaceae; Sporomusa. 


gi 


3247999 32493 
Clostridiaceae; 


gi 


gi 


gi 


3291719 32932 


gi 


3293271 32947 


gi 


Gammaproteobacteria; 


gi 


219846795 


219846794 


219846793 


219846792 


219846791 


219846786 


219846755 


219846728 


219846727 


219846726 


219846725 


219846724 
equence 


219846723 


3113039 3114569 Azoarc 
Rhodocyclaceae; 


Rhizobiales; 


sequence 3128192 312961 
Rhizobiales; Hyphomicr 


Rhizobiales; 


Lachnospiraceae. 


Xanthomonadales; 


ref|NR_026438.1 
Azoarcus. 
ref|NR_026429.1 
3126704 312814 
Hyphomicro 


ref|NR_026428.1 


ref|NR_026426.1 
131100 313253 


Phyllobac 


Ww 


ref|NR_026411.1 
Desulfosporosinu 
ref|NR_026409.1 

3156952 315844 
ref|NR_026392.1 
Xanthomon 
ref |NR_026389.1 
Xanthomon 
ref|NR_026388.1 

3187344 318884 
Xanth 
ref|NR_026387.1 
Xanthomon 
ref|NR_026386.1 
Xanthomon 
ref|NR_026385.1 
Xanthomon 
ref|NR_026384.1 
Xanthomon 
NR_026383.1 


ref 


Xanthomon 


ref |NR_026378.1 


ref |NR_026347.1 
ref |NR_026320.1 
ref|NR_026319.1 
ref|NR_026318.1 
ref 


NR_026317.1 


ref 


ref |NR_026315.1 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Desulfotomaculum 
6 Desulfotomaculum 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 

Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonadaceae; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 
Clostridium. 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
Xanthomonas. 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 


Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
Xanthomonas. 


Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
Xanthomonas. 


Xanthomonas 


3294823 3296322 Xanthomonas 
Xanthomonadales; Xanthomonadaceae; 


Pseudobutyrivibrio 


ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 


Bacteria; Firmicutes; 
531540 Bacteria_16S 


Clostridia; 
3402851 3402801 29 


Clostridiales; 


79 


gi 


Lachnospiraceae; 


219846643 


Pseudobutyrivibrio. 


ref |NR_026235.1 


Arthrobacter ilicis 


strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


531540 Bacteria_16S 
strain DSM 20315 


3452191 3452141 29 79 gi 


3455238 3455188 29 79 gi 


3456770 3456720 29 79 gi 


3458271 3458221 29 79 gi 


Micrococcaceae; Arthrobacter. 


531540 Bacteria_16S 
nicotinovorans strain DSM 420 16S ribosomal RNA, 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae 


3459794 3459744 29 79 gi 


Micrococcaceae; Arthrobacter. 


531540 Bacteria_16S 
strain DSM 20546 


3461312 3461262 29 79 gi 


3462835 3462785 29 79 gi 


acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


531540 Bacteria_16S 
nicotianae strain 
nicotianae Bacter 


Arthrobacter. 


531540 Bacteria_16S 
strain DSM 20133 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
531540 Bacteria_16S 3496247 3496221 29 55 gi|219846578|ref|NR_026170.1 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 349764 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriob 
Coriobacteriaceae; Coriobacterium. 

531540 Bacteria_16S 3535626 3535588 26 64 gi|219846552|ref|NR_026144.1 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

531540 Bacteria_16S 3538736 3538698 26 64 gi|219846550|ref|NR_026142.1 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

531540 Bacteria_16S 3540307 3540269 26 64 gi| 219846549 |ref|NR_026141.1 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

531540 Bacteria_16S 3543434 3543396 26 64 gi| 219846547 |ref|NR_026139.1 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

531540 Bacteria_16S 3592232 3592202 25 55 gi|219846513|ref|NR_026105.1 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 3598365 3598335 25 55 gi| 219846508 |ref|NR_026100.1 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 359982 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
531540 Bacteria_16S 3603037 3602999 26 64 gi|219846504|ref|NR_026096.1 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 
Sinorhizobium. 

531540 Bacteria_16S 3645285 3645247 26 64 gi|219846474|ref|NR_026066.1 
strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 36466 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
531540 Bacteria_16S 3681905 3681883 26 48 gi|219846449|ref|NR_026040.1 


3465881 3465831 29 79 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3468925 3468875 29 79 gi 


3475021 3474983 26 64 gi 


3478073 3478023 29 79 gi 


3487167 3487118 29 78 gi 


arcticus strain 238 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 


al 


da 


se 
Ac 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
531540 Bacteria_16S 
strain DSM 20550 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
531540 Bacteria_16S 
strain DSM 20541 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
531540 Bacteria_16S 
protophormiae strain DSM 20168 16S ribosomal RNA, parti 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; 


219846603 


219846602 
complete 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
531540 Bacteria_16S 
polychromogenes s 
polychromogenes B 


219846600 
train DSM 20136 16S ribosomal RNA, parti 


219846598 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
531540 Bacteria_16S 
strain DSM 4954 1 


219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
531540 Bacteria_16S 
strain 6843 DSM 1 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
531540 Bacteria_16S 
strain DSM 3133 1 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 


ref 


occineae; Mi 
ref 


occineae; Mi 
ref 


occineae; Mi 
ref 
sequenc 
Actinomycet 


ref 
sequenc 
; Actinomyce 


ref 


occineae; Mi 
ref 
al sequence 
e; Actinomyc 


ref 
quence 
tinomycetale 


ref 


occineae; Mi 
ref 


bacterineae; 
ref 


mycineae; Ac 
ref 


69 Nesterenkonia 


e 3458220 345969 


e 3459743 3 


33 Arthrobacter 


3465830 3 


NR_026200.1 


crococcaceae 
NR_026198.1 


crococcaceae 
NR_026197.1 


crococcaceae 
NR_026195.1 
ales; Microc 
NR_026194.1 
46121 
tales; Micro 
NR_026193.1 


crococcaceae 
NR_026192.1 
346278 
etales; Micr 


NR_026190.1 
46730 


s; Micrococc 


NR_026188.1 


crococcaceae 
NR_026184.1 


Nocardiacea 
NR_026182.1 


tinomycetace 
NR_026176.1 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 
Arthrobacter agilis 


68 Arthrobacter agilis Bacteria; 


; Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 

; Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 

occineae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


Arthrobacter 
1 Arthrobacter 


ineae; Micrococcaceae; 


Arthrobacter citreus 


48 Arthrobacter citreus Bacteria; 


; Arthrobacter. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Coriobacterium 

1 Coriobacterium 

acterineae; 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium 
6 Clostridium 
lostridium. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 


Octadecabacter 


3681864 3683252 Octadecabacter arcticus 


531540 Bacteria_16S 
strain M215 16S ribosomal RNA, partial 
Bacillales; 


sporothermodurans 
sporothermodurans 


Bacteria; 
531540 Bacteria_16S 


3722527 3722497 25 55 


Firmicutes; 


3761109 3761083 29 55 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
531540 Bacteria_16S 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial 
fibrisolvens Bacteria; 
531540 Bacteria_16S 

strain UPM-Ca7 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
531540 Bacteria_16S 
funditum strain pf3 16S ribosomal RNA, partial sequence 
Firmicutes; 
531540 Bacteria_16S 


Bacteria; 


strain AW 25 16S 
Firmicutes; 


Herbidospora. 


531540 Bacteria_16S 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 
Spirilliplanes. 


Micromonosporaceae; 


531540 Bacteria_16S 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial 
okeanokoites Bacteria; 
531540 Bacteria_16S 

laevolacticus strain M-8 16S ribosomal RNA, 
laevolacticus Bacteria; 
531540 Bacteria_16S 


IAM 
Bacillales; 


Bacteroidetes; 


strain TF-22T 16S 


vulcanalis strain 
Bacteria; 


strain SGT-39 16S 


sanguinis strain 
sanguinis Bacteria; 


531540 Bacteria_16S 


halophilus strain 


halophilus Bacteria; 
531540 Bacteria_16S 
JC2043 
Pro 


halophilus strain 


halophilus Bacteria; 


Aestuariibacter. 


531540 Bacteria_16S 
salexigens strain JC2042 
salexigens Bacteria; Pro 


Aestuariibacter. 


531540 Bacteria_16S 
strain MSS-155 16S ribosomal RNA, partial sequence 
Halobacillus. 


Firmicutes; 


Firmicutes; 


Bacteroidetes; 


Bacillales; 


3762627 3762601 29 55 


Firmicutes; Clostridia; 


3800194 3800156 26 64 


3810814 3810757 29 86 


Lactobacillales; Carnobac 
3844270 3844240 25 55 


ribosomal RNA, partial sequence 
Bacillales; 
531540 Bacteria_16S 

cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 
cellulolyticus Bacteria; 
531540 Bacteria_16S 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Staphylococcus. 
3851773 3851735 26 64 
Firmicutes; Clostridia 
3900835 3900797 26 64 


3917308 3917270 26 64 


3929892 3929854 26 64 


Firmicutes; Bacillales; 
3957802 3957764 26 64 


Firmicutes; Bacillales; 
3959336 3959298 26 64 


12464 16S ribosomal RNA, partial sequence 
Bacillaceae; 
531540 Bacteria_16S 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteria; 
531540 Bacteria_16S 


Bacillus. 

3984283 3984249 29 63 
Sphingobacteria 
4044528 4044502 29 55 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
531540 Bacteria_16S 


4047607 4047569 26 64 


CsHg2 16S ribosomal RNA, partial sequence 40475 
Firmicutes; Bacillales; Alicyclobacillaceae; 
531540 Bacteria_16S 
strain SRL4225 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfov 
531540 Bacteria_16S 
strain SGT-108 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 
531540 Bacteria_16S 


4064090 4064056 21 55 


4067066 4067044 26 48 


4068598 4068576 26 48 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 
531540 Bacteria_16S 


4082389 4082351 26 64 


2301083 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacillales; 


4097355 4097321 29 63 


JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


4127646 4127620 29 55 


4129133 4129107 29 55 


4132185 4132147 26 64 


Bacillaceae; 


Planococcaceae; 


complete sequence 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


gi|219846419 
Bacillaceae; 
gi|219846391 
3761076 37625 
gi| 219846390 
Clostridiales; 
gi|219846362 
3800153 38015 


219846355 
38107 


gi 


teriaceae; 
gi|219846332 
3844228 38456 


gi| 219846327 


sequence 


Geobacteraceae; 


ref|NR_026010.1 
Bacillus. 
ref|NR_025982.1 


ref |NR_025981.1 


ref|NR_025953.1 
75 Mesorhizobium 
eae; 


ref |NR_025946.1 


ref |NR_025922.1 


ref|NR_025917.1 
3851732 385319 


; Clostridiales; Ruminococcaceae; 


gi|219846294 


219846282 
sequenc 
Actino: 


gi 


219846274 
sequence 
Pl 
219846253 


gi 


gi 


Sporolactobacilla 
gi| 219846252 
3959295 39607 
gi| 219846235 

les; Flammeovirgac 

gi|219846190 

4044490 40459 

gi| 219846188 

Alicycloba 


gi|219846176 
4064043 40655 


gi|219846174 
4067035 40685 
Coxiellaceae; 
gi|219846173 
4068567 40700 
Coxiellaceae; 
gi|219846164 


Pae 
gi| 219846154 
Sphingobacte 
gi| 219846131 


Alterom 
gi|]219846130 


Alterom 


Streptosporangineae; 


ref|NR_025884.1 


ref|NR_025872.1 
e 3917267 391873 
mycetales; 


ref|NR_025864.1 

3929851 393132 
anomicrobium. 
ref |NR_025843.1 

3957761 395924 
ceae; 
ref |NR_025842.1 


ref|NR_025825.1 


Roseivirga. 
NR_025780.1 


eae; 
ref 


aceae; Alteromon 
ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025764.1 


Aquicella. 
ref|NR_025763.1 


Aquicella. 
NR_025754.1 
4082348 408382 
nibacillus. 
ref|NR_025744.1 

4097319 409874 
riales; Cyclobac 
ref|NR_025721.1 
127615 412904 
onadales; Altero 


rs 


ref |NR_025720.1 
129099 413053 


onadales; Altero 


rs 


gi|219846125 


ref|NR_025715.1 


77 Bacillus firmus Bacteria; 


Bacillus 


3722493 3723989 Bacillus 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
Geobacter. 


Butyrivibrio 


sequence 3762598 3764074 Butyrivibrio 
Lachnospiraceae; Butyrivibrio. 


Mesorhizobium ciceri 
ciceri Bacteria; 


Mesorhizobium. 


Carnobacterium 


56 3812276 Carnobacterium funditum 
Carnobacterium. 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Herbidospora cretacea 


68 Herbidospora cretacea Bacteria; 
Streptosporangiaceae; 


Spirilliplanes 
6 Spirilliplanes 


Micromonosporineae; 


Planomicrobium 
2 Planomicrobium 


Sporolactobacillus 
4 Sporolactobacillus 


Sporolactobacillus. 


Bacillus firmus strain 
Firmicutes; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Alicyclobacillus 
lobacillus vulcanalis 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Paenibacillus 
2 Paenibacillus 


Algoriphagus 

5 Algoriphagus 
teriaceae; Algoriphagus. 
Aestuariibacter 

8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


Halobacillus locisalis 


4132144 4133665 Halobacillus locisalis Bacteria; 


531540 Bacteria_ 


strain G2 16S ri 
Firmicutes; Baci 


531540 Bacteria_ 


salicampi strain 
Bacteria; Firmic 


531540 Bacteria_ 


strain BA160 16S 
Bacteroidetes; S 


531540 Bacteria_ 


tularensi 
tularensi 


subsp. 
subsp. 
Francisella. 


531540 Bacteria_ 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


531540 Bacteria_ 


asaccharolytica 
asaccharolytica 
Sphingomonas. 


531540 Bacteria_ 


dassonvillei sub 


Actinomycetales; 


531540 Bacteria_ 


propionicum stra 


Bacteria; Firmic 


531540 Bacteria_ 


aurantiaca strai 


Bacteria; Proteo 


531540 Bacteria_ 


strain A30 16S r 
Proteobacteria; 


531540 Bacteria_ 


aerodenitrifican 
aerodenitrifican 
Microvirgula. 


531540 Bacteria_ 


rhabdoformis str 
Bacteria; Proteo 


531540 Bacteria_ 


strain YIM 70081 
Actinobacteria; 


531540 Bacteria_ 


multivorans stra 
Bacteria; Firmic 


531540 Bacteria_ 


strain YIM 70085 
Actinobacteria; 


531540 Bacteria_ 


xinjiangensis st 
xinjiangensis Ba 
Micrococcaceae; 


531540 Bacteria_ 


valerianellae st 
valerianellae Ba 


531540 Bacteria_ 


defluvii strain 
Bacteria; Bacter 


531540 Bacteria_ 


biprosthecium st 
biprosthecium Ba 
Asticcacaulis. 


531540 Bacteria_ 


strain LA1 16S r 
Bacteroidetes; F 


531540 Bacteria_ 


strain SW-45 16S 
Proteobacteria; 


531540 Bacteria_ 


strain 256 16S r 


s Bacteria; Proteobacteria; Betaproteob 
16S 284439 284386 2 55 gi 
ain M16 16S ribosomal RNA, partial sequ 
bacteria; Deltaproteobacteria; Desulfob 


16S 358715 358666 29 78 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 395088 395059 26 55 gi 
in 28-1 16S ribosomal RNA, partial sequ 
utes; Bacillales; Bacillaceae; Tenuibac 
16S 421381 421332 29 78 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 426091 426042 29 78 gi 
ain YIM70097 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterida 
Nesterenkonia. 

16S 575921 575869 29 81 gi 
rain CFBP 4730 16S ribosomal RNA, parti 
cteria; Proteobacteria; Betaproteobacte 
16S 621270 621233 26 63 gi 
B2 16S ribosomal RNA, partial sequence 

oidetes; Flavobacteria; Flavobacteriale 
16S 719678 719653 23 48 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


r 


x 
c 
16S 744026 744005 28 49 
ibosomal RNA, partial sequence 
lavobacteria; Flavobacteriales; 
16S 762880 762851 26 55 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; A 
16S 819584 819559 29 54 gi 
ibosomal RNA, partial sequence 


gi 


Flavoba 
gi 


16S 4196669 4196631 26 64 gi|219846077 

bosomal RNA, partial sequence 4196627 41980 
llales; Bacillaceae; Anoxybacillus. 

16S 4208632 4208594 26 64 gi| 219846069 
SF-20 16S ribosomal RNA, partial sequence 42085 


16S ribosomal RNA, partial sequence 358665 36015 
ococcineae; 


16S ribosomal RNA, partial sequence 421328 42283 


744001 74541 


762839 76433 


acteria; N 


265678870 
ence 28438 
acterales; 
265678815 


265678791 
ence 39505 
illus. 

265678773 


265678770 
1 sequence 
e; Actinom 


265678668 
al sequenc 
ria; Burkh 
265678637 

62122 
s; Flavoba 


ref|NR_025667.1 
08 Anoxybacillus 


ref|NR_025659.1 
91 4210111 Lentib 


eisseriales; Nei 
ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029120.1 
4 Nesterenkonia 
3 Micrococcacea 
ref|NR_029096.1 
0 396528 Tenuib 
ref |NR_029078.1 
; Yaniellaceae; 
ref|NR_029075.1 

426041 427535 
ycetales; Microc 


ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 


265678568 
1 sequence 
eria; Caul 


265678550 


cteriaceae 
265678537 


1lteromonad 


ref|NR_028872.1 
719632 721036 
obacterales; Cau 


ref|NR_028854.1 
8 Psychroflexus 
; Psychroflexus. 
ref|NR_028841.1 


aceae; Marinobac 


265678499 


e: 


Anoxybacillus gonensis 
gonensis Bacteria; 


Lentibacillus 
acillus salicampi 


utes; Bacillales; Bacillaceae; Lentibacillus. 

16S 4235986 4235936 30 80 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 

phingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

16S 13523 13466 29 86 gi|265679054|ref|NR_029362.1| Francisella tularensis 
s strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
s Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 

16S 42329 42300 26 55 gi|265679035|ref|NR_029343.1| Nocardiopsis 

strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

16S 66738 66713 23 48 gi|265679019|ref|NR_029327.1| Sphingomonas 

strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 

Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

16S 84615 84586 26 55 gi| 265679006 |ref|NR_029314.1| Nocardiopsis 

sp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 

Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

16S 151678 151649 26 55 gi|265678961|ref|NR_029269.1| Clostridium 

in X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 

utes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 191420 191363 29 86 gi|265678935|ref|NR_029243.1| Methylomonas 

n JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 

bacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

16S 195951 195894 29 86 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 

ibosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 

Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

16S 248326 248269 29 86 gi| 265678896 |ref|NR_029204.1| Microvirgula 

s strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 


sseriaceae; 


Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 
Nesterenkonia lutea 
lutea Bacteria; 
Nesterenkonia. 
Tenuibacillus 
acillus multivorans 


’ 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
ococcineae; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Acidovorax 
Acidovorax 
monadaceae; Acidovorax. 
Chryseobacterium 
obacterium defluvii 
seobacterium. 
Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Psychroflexus tropicus 
tropicus Bacteria; 


Marinobacter litoralis 


4 Marinobacter litoralis Bacteria; 


ter. 


ref|/NR_028802.1 


Kluyvera intermedia 


819558 821010 Kluyvera intermedia Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


531540 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


531540 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


531540 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


531540 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
531540 Bacteria_16S 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


531540 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


531540 Bacteria_16S 


strain ES10.1 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
531540 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


531540 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


531540 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


531540 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


531540 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


531540 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


531540 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 


cellulosolvens 6 
Bacteria; Firmicu 


531540 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


531540 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


531540 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


531540 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


531540 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


531540 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


531540 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


531540 Bacteria_16S 


839505 839476 26 55 gi 

laceae; Geobacillus. 

941778 941721 29 86 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 


1058175 1058142 31 64 gi 


ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1077573 1077548 23 48 gi 


4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1089720 1089691 26 55 gi 
ain A-5 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 
1106257 1106228 26 55 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1130479 1130450 26 55 
ribosomal RNA, partial sequence 


gi 


Stre 
1163781 1163740 23 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1269572 1269527 30 75 gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


64 


1284375 1284346 26 55 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1285932 1285903 26 55 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1287497 1287448 29 78 gi 


Weissella. 

1296432 1296403 26 55 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

1302508 1302479 25 54 


gi 


gi 


Eubact 
gi 


tes; Clostridia; Clostridiales; 
1393597 1393544 30 83 
bosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermotoga. 
1396637 1396608 26 55 gi 
RS 2060 16S ribosomal RNA, partial seq 


Bacteria; Proteobacteria; Alphaproteo 


1431553 1431520 31 64 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1440822 1440793 26 55 gi 

SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1445429 1445400 26 55 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1458803 1458778 30 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1469525 1469496 26 55 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1493797 1493768 26 55 gi 


14453911 


1458766 1 


265678486 


somal RNA, partial sequence 839468 840930 Geoba 


265678417 
94171 
mamonadace 
265678338 
quence 
les; Defer 
265678324 
10775 
Sphingomon 
265678316 
uence 
e; Actinom 


265678304 
11062 
ales; Stre 


253680769 


1130448 11319 


ptosporang 
228720667 


1163739 11652 


nellaceae; 
219846400 
sequence 

ia; Desulf 


, 


219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
219846052 


1287447 1289004 Weiss 


219857534 


1296399 12978 


219846514 


eriaceae; 
228715897 


1393543 13950 


228715764 
uence 
bacteria; 


224581434 
ence 14315 
eptospiril 
224581427 
ence 14407 
llus. 
224581423 
4468 
oraxellace 
224581413 
4602 
Enterobac 
224581406 
1 sequence 
ria; Pseud 


219846703 


ref 
cill 


NR_028789.1 
us uzenensis 


ref |NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref |NR_028640.1 
1058138 105957 
ribacteraceae; D 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028618.1 
1089685 109113 
ycetales; Strept 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae 


, 


ref |NR_028017.1 
04 Nocardiopsis 
ineae; Nocardiop 
ref|NR_027596.1 


Mitsuokella. 
ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref |NR_025644.1 
1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref 
ella 


NR_025642.1 
soli Bacter 


ref |NR_025122.1 


ref|NR_026106.1 


cterium. 
NR_027542.1 


Euba 
ref 


ref |NR_027539.1 
1396599 139803 
Rhizobiales; Met 


ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_027209.1 
88 1442278 Filoba 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027194.1 


teriaceae; Xenor 
ref|NR_027187.1 
1469465 147099 
omonadales; Mora 


ref 


NR_026295.1 


caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Comamonas terrigena 
nas terrigena Bacteria; 


Deferribacter 
3 Deferribacter 
eferribacter. 

Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Nonomuraea 
7 Nonomuraea 
osporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Weissella soli strain 
ia; Firmicutes; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Leptospirillum 
pirillum ferrooxidans 


Filobacillus 
cillus milosensis 


Psychrobacter arenosus 
arenosus Bacteria; 
ae 

Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Psychrobacter 

0 Psychrobacter 

xellaceae; 


Couchioplanes 
1493762 1495216 


531540 Bacteria_ 


strain DSM 20127 
Actinobacteria; 


531540 Bacteria_ 


strain JCM3369 1 
Actinobacteria; 
Actinomadura. 


531540 Bacteria_ 


strain JCM3146 1 
Actinobacteria; 
Actinoallomurus. 


531540 Bacteria_ 
oligospora strain 
oligospora Bacter 


Thermomonosporac 


531540 Bacteria_ 
ayderensis strain 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

531540 Bacteria_16S 1572070 1572033 29 66 gi| 219857383 |ref|NR_024971.1 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodop 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rh 
531540 Bacteria_16S 1639018 1638989 26 55 gi|219878450|ref|NR_025589.1 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
531540 Bacteria_16S 1660466 1660437 26 55 gi|219878434|ref|NR_025573.1 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 166191 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcin 
531540 Bacteria_16S 1687745 1687716 26 55 gi| 219878415 |ref|NR_025554.1 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 16892 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

531540 Bacteria_16S 1713872 1713839 30 63 gi| 219878398 |ref|NR_025537.1 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 171532 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobact 
Sphingobacterium. 

531540 Bacteria_16S 1721551 1721522 26 55 gi| 219878393 |ref|NR_025532.1 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
531540 Bacteria_16S 1723092 1723063 26 55 gi| 219878392 |ref|NR_025531.1 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
531540 Bacteria_16S 1726033 1725988 29 74 gi|219878390|ref|NR_025529.1 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 172747 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Mycobacteriaceae; Mycobacterium. 

531540 Bacteria_16S 1732139 1732114 29 54 gi| 219878386 |ref|NR_025525.1 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

531540 Bacteria_16S 1739783 1739754 26 55 gi|219878380|ref|NR_025519.1 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
531540 Bacteria_16S 1785158 1785137 28 49 gi| 219878345 |ref|NR_025484.1 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgon 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
531540 Bacteria_16S 1804959 1804914 29 74 gi|219878332|ref|NR_025471.1 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 180639 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Cellulomonadaceae; Oerskovia. 

531540 Bacteria_16S 1833938 1833893 29 74 gi|219878312|ref|NR_025451.1 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 183531 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Microbacteriaceae; Gulosibacter. 

531540 Bacteria_16S 1852211 1852182 26 55 gi|219878299|ref|NR_025438.1 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 185367 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Nocardiopsaceae; Thermobifida. 

531540 Bacteria_16S 1867531 1867494 29 66 gi| 219878289 |ref|NR_025428.1 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 186885 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
Chelatococcus. 

531540 Bacteria_16S 1872057 1872028 26 55 gi| 219878286 |ref|NR_025425.1 


strain LUH4616 1 


16S 1501212 1501163 30 79 gi 
16S ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 1526866 1526837 26 55 gi 
6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Stre 
16S 1528370 1528341 26 55 

6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 
Stre 


16S 1529878 1529849 26 55 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Actinomadura. 

16S 1554160 1554131 26 55 gi 
AB04 16S ribosomal RNA, partial seque 


oc 


pt 


pt 


s 
Ac 


ne 


219846604 

15011 
occineae; 
219857435 
1526835 15282 
osporang 


219857434 
1528339 15297 
osporang 


219857433 
equence 
tinomyce 


219857209 
15541 


e 


6S ribosomal RNA, partial sequence 


ref|NR_026196.1 
62 1502633 Sinomo 
3 Micrococcacea 
ref |NR_025023.1 
88 Actinomadura 
ineae; Thermomon 


ref |NR_025022.1 


ineae; Thermomon 


ref|NR_025021.1 
1529847 153130 
tales; Streptosp 


ref |NR_024837.1 
24 1555535 Anoxyb 


e: 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Actinomadura yumaensis 


’ 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Anoxybacillus 
acillus ayderensis 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Sporosarcina 
6 Paenisporosarcina 


a. 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Psychrobacter luti 
luti Bacteria; 
re, 

Psychrobacter fozii 
fozii Bacteria; 
sae 

Mycobacterium 
1 Mycobacterium 
erineae; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Dysgonomonas mossii 
omonas mossii Bacteria; 


Oerskovia 
8 Oerskovia 
occineae; 


Gulosibacter 
7 Gulosibacter 
occineae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Acinetobacter parvus 


1872026 1873490 Acinetobacter parvus Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


531540 Bacteria_16S 


schindleri strain 
schindleri Bacter 


531540 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


531540 Bacteria_16S 


joostei strain LM 
joostei Bacteria; 


531540 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


531540 Bacteria_16S 
16S ribosomal RNA, partial sequence 1941853 19433 


strain LMG 18419 
Firmicutes; Bacil 


531540 Bacteria_16S 


strain EDIV 16S r 
Proteobacteria; A 


531540 Bacteria_16S 


strain ATCC 15260 
Proteobacteria; A 


531540 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


531540 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


531540 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


531540 Bacteria_16S 


strain F829 16S r 
Actinobacteria; A 


531540 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


531540 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


531540 Bacteria_16S 


strain 91-4 16S r 
Proteobacteria; A 


531540 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


531540 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


531540 Bacteria_16S 


strain IMMIB D-15 
Actinobacteria; A 


531540 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


1887503 1887474 26 55 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1911365 1911336 26 55 gi 


qu 
a; 


lales; Paenibacillaceae; Paenibacillus. 
1955615 1955590 23 48 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2015419 2015394 23 48 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2037832 2037803 26 55 gi 


Sp 


Sp 


acteria; Actinobacteridae; Actinomycetal 
2071768 2071747 28 49 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2161189 2161160 26 55 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2174951 2174922 26 55 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 
2283039 2282982 29 86 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Met 
2295072 2295043 26 55 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2331310 2331269 29 70 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


ae 


ne 


ne 


s 
ri 


2343325 2343296 26 55 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2382783 2382754 26 55 gi 
92 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2394967 2394938 26 55 gi 
S ribosomal RNA, partial sequence 


s 
e; 


ne 


531540 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


531540 Bacteria_16S 


Bacteroidetes; Fl 


531540 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


531540 Bacteria_16S 


strain JSS-7 16S 
Proteobacteria; A 


219878273 


219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


219878224 
1955571 19570 


219878185 


219878169 
16S ribosomal RNA, partial sequence 2037802 20393 


lales; Bacillaceae; Virgibacillus. 
2065554 2065513 29 70 gi| 219878146 |ref|NR_025285.1 
n T2 16S ribosomal RNA, partial sequence 2065512 2067008 Microc 


219878142 


219857627 


2161153 21625 


219857616 
2174910 21764 


219857544 
2282981 22844 


219857533 
2295034 22964 


219857508 


219857498 


219857471 


219857463 
2394935 23963 


ref|NR_025412.1 
ence 1887472 188893 
Pseudomonadales; Moraxe 
ref |NR_025394.1 
21 Ureibacillus 


47 Paenibacillus 


ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025308.1 
07 Virgibacillus 


hingomon 


20153 
hingomon 


es; Micrococcineae; Micr 
ref |NR_025281.1 
29 2073175 Prevot 
ella. 


ref |NR_025216.1 


20717 
Prevot 


’ 


bacterineae; Nocardiacea 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref |NR_025132.1 
79 Methylobacter 
aceae; Methyloba 


ref|NR_025121.1 


axellace 


hylococe 


Bartonella. 
ref |NR_025096.1 

2331268 233272 
lobacterales; He 


llaceae; 


equence 
a; Campy 


ref|NR_025086.1 
equence 2343294 234473 
Actinomycetales; Propio 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025051.1 


23827 
bacterin 


Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Ureibacillus terrenus 


terrenus Bacteria; 


lales; Planococcaceae; Ureibacillus. 
1919126 1919089 26 63 gi|219878248|ref|NR_025387.1| Chryseobacterium 

G 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
1931406 1931361 29 74 gi|219878240|ref|NR_025379.1| Actinomyces 

in CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 
1941883 1941854 26 55 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 


cookii Bacteria; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Prevotella enoeca 

ella enoeca Bacteria; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Psychrobacter jeotgali 
jeotgali Bacteria; 

r. 

Methylobacter marinus 

marinus Bacteria; 

cter. 

Bartonella bovis 


38 Bartonella bovis Bacteria; 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

2400959 2400930 26 55 gi|219857459|ref|NR_025047.1| Nocardiopsis 
n HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

2407108 2407071 26 63 gi|219857455|ref|NR_025043.1| Riemerella columbina 

strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

2452835 2452806 26 55 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
in KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
eria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

2460292 2460267 23 48 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

2464821 2464764 29 86 gi|219857406|ref|NR_024994.1| Lactobacillus mucosae 


531540 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


16S ribosomal RNA, 
tes; Lactobacillales; 


complete sequence 
Lactobacillaceae; 


2464763 2466330 Lactob 
Lactobacillus. 


acillus mucosae 


531540 Bacteria_ 


strain 2074-AUS- 
Proteobacteria; 


531540 Bacteria_ 


strain VKM Ac-14 
Actinobacteria; 


531540 Bacteria_ 


strain ATCC 1962 
Proteobacteria; 


531540 Bacteria_ 


meridiei strain 
Bacteria; Firmic 


531540 Bacteria_ 
mcmeekinii strain 


Bacteria; Firmic 


531540 Bacteria_ 


strain Se-1 16S 


Deinococcus-Thermus; 
531540 Bacteria_ 


thyasirae strain 
thyasirae Bacter 
Thiomicrospira. 


531540 Bacteria_ 


parasanguinis st 


parasanguinis ATCC 15912 Bacteria; 
531540 Bacteria_ 


strain 15-1 16S 
Firmicutes; Baci 


531540 Bacteria_ 


okhotskensis str 
okhotskensis Bac 
Psychrobacter. 


531540 Bacteria_ 


strain Y223G 16S 
Proteobacteria; 


531540 Bacteria_ 


lithotrophicum s 
lithotrophicum B 


531540 Bacteria_ 


sendaiensis stra 
sendaiensis Bact 


531540 Bacteria_ 


baikonurensis st 
baikonurensis Ba 
Nocardiaceae; Rh 


531540 Bacteria_ 


strain JCM1679 1 
Proteobacteria; 


531540 Bacteria_ 


cateniformis str 
cateniformis Bac 
Coprobacillus. 


531540 Bacteria_ 


saccharophila st 
saccharophila Ba 


531540 Bacteria_ 


strain IFO 15467 
Proteobacteria; 


531540 Bacteria_ 


ABE-1 16S riboso 
Gammaproteobacte 


531540 Bacteria_ 


strain 176 16S r 
Firmicutes; Lact 


531540 Bacteria_ 


citronellolis st 
citronellolis Ba 
Pseudomonas. 


531540 Bacteria_ 


strain JaH 16S r 
Firmicutes; Baci 


16S 2500958 2500909 29 78 gi 
E 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Legionellales; Leg 
16S 2511627 2511598 26 55 gi 
57 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 2545891 2545838 29 82 gi 
4 16S ribosomal RNA, partial sequence 


16S 2547419 2547394 29 54 gi 
S10 16S ribosomal RNA, partial sequence 
utes; Clostridia; Clostridiales; Peptoc 
16S 2621238 2621209 26 55 gi 


utes; Bacillales; Planococcaceae; 
16S 2628958 2628929 26 55 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
2647275 2647250 30 55 gi 


gi 


16S 


ia; Proteobacteria; Gammaproteobacteria; 
16S 2663576 2663527 32 81 gi 
rain ATCC 15912 16S ribosomal RNA, part 
Firmicutes; Lactobac 
16S 2711632 2711603 26 55 gi 
ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 

16S 2714608 2714579 26 55 
a 
teria; 


gi 


Proteobacteria; Gammaproteobacte 


16S 2716144 2716115 26 55 
ribosomal RNA, partial sequence 


gi 


16S 2720750 2720717 22 55 gi 
train 42BKT 16S ribosomal RNA, partial 

acteria; Proteobacteria; Epsilonproteob 
16S 2728412 2728383 26 55 gi 


eria; Firmicutes; Bacillales; Alicyclob 
16S 2746184 2746155 26 55 gi 
rain Al-22 16S ribosomal RNA, partial s 


odococcus. 

16S 2765548 2765519 26 55 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2816857 2816800 29 86 gi 
ain JCM 10604 16S ribosomal RNA, partia 
teria; Firmicutes; Erysipelotrichi; Ery 


gi 


1 


16S 2848815 2848766 29 78 gi 
rain DSM 654 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobacte 
16S 2930048 2930019 26 55 gi 


Gammaproteobacteria; Oceanospirillales; 
16S 2960152 2960123 26 55 gi 
mal RNA, partial sequence 
ria; Alteromonadales; Colwelliaceae; 
16S 2961722 2961677 32 77 

ibosomal RNA, partial sequence 

obacillales; Streptococcaceae; Streptoc 
16S 2972417 2972388 26 55 gi 
rain DSM 50332 16S ribosomal RNA, parti 
cteria; Proteobacteria; 


Co 
gi 


16S 2983139 2983110 26 55 
ibosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 


gi 


io 
Strept 
219857346 


Betaproteobacteria; Burkholderiales; Coma 
219857345 


oc 
219857251 


S23F2 16S ribosomal RNA, partial sequen 
Planomi 


2711598 27 


Gammaproteobacteria; Alteromonadales; Col 


si 


ri 
219856836 
16S ribosomal RNA, partial sequence 2930007 29314 


219857381 


2500 


2511 


osporan 


2545 
monadac 


2547 
caceae; 


ce 2621 


hermus. 


219857226 
DSM 5322 16S ribosomal RNA, partial sequ 


ence 
Thiotri 


219857214 
ia 
il 

219857180 


1 seque 
lales; 


12 


219857178 
in MD17 16S ribosomal RNA, partial seque 
sap 


nce 


a; Pseu 


219857177 
2716108 27 
welliac 
219857174 
se 
ac 
219857168 
in NTAP-1 16S ribosomal RNA, partial sequ 
ac 
219857156 
eq 
cteria; Actinobacteria; Actinobacteridae; 


17 


quence 
teria; 


ence 
illacea 
uence 


Actino: 


219857140 
2765507 27669 


nteroba 


219856912 


sequenc 
pelotri 


219856891 


equence 
a; Burk 


ceanoba 


219856816 
2960112 2961625 Colwe 
lwellia. 

219856815 
2961676 29631 
oc 


cus. 


219846941 
al 
Gammaproteobacter 


sequen 
ia; Pse 


219846934 


crobium. 
219857239 
2628913 26303 


ref 
9 
Legionella. 
ref 
5 
gineae; 
ref 
8 
eae; 
ref 
74 2548878 Desul 
Desu 


ref 


3 


2 


ref 


ref 

2647248 26486 
chales; Pisciric 
ref Ea 
nce 2663526 26650 
s 
ref 
9 


ref 
2714566 27160 
domonadales; 


ref 
5 
eae; 
ref 
2720705 27221 
ulfurovum. 
ref 
2728379 27298 
e; Alicyclobacil 
ref 
2746146 27474 
mycetales; 


Colwellia. 


s 


ref 
72 Edwardsiella 
teriaceae; 
ref 

2816799 28182 
hales; Erysipel 


Cc 


e 
Cc 


ref = 
2848765 28502 
holderiales; 
ref 
58 Oceanobacter 
ter. 
ref 
llia 


Cc 


ref 


ref 
ce 2972376 29738 
udomonadales; Ps 


ref 


NR_024969.1 
08 2502354 Legionella waltersii Bacteria; 
nellaceae; 


219857369 NR_024957.1 


92 2513043 Nocardiopsis tropica Bacteria; 
Nocardiop 
NR_024934.1 
37 2547323 Hylemonella gracilis Bacteria; 
Hylemonella 
NR_024933.1 


1lfosporosinu 
NR_024881.1 


00 2622680 Planomicrobium mcmeekinii 


NR_024867.1 
81 Thermus scotoductus Bacteria; 


NR_024854.1 


NR_024842.1 
treptococcaceae; 
NR_024808.1 


85 Bacillus vietnamensis Bacteria; 


NR_024806.1 


NR_024805.1 
81 Colwellia piezophila Bacteria; 


NR_024802.1 


NR_024796.1 


NR_024784.1 


NR_024768.1 


NR_024710.1 
Comamonadaceae; 
NR_024655.1 
NR_024635.1 


maris Bacte 


NR_024634.1 
71 Streptococcus 


NR_026533.1 


NR_026526.1 
2983106 2984583 Bacillus vedderi Bacteria; 


Legionella waltersii 


Nocardiopsis tropica 


saceae; Nocardiopsis. 
Hylemonella gracilis 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Planomicrobium 


£ 


Thermus scotoductus 


Thiomicrospira 
71 Thiomicrospira 
kettsiaceae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Bacillus vietnamensis 


3 


Psychrobacter 


57 Psychrobacter 


Moraxellaceae; 


Colwellia piezophila 


Sulfurovum 
10 Sulfurovum 
Alicyclobacillus 
6 Alicyclobacillus 
us. 
Rhodococcus 
3 Rhodococcus 


1 
ak 


9 


Corynebacterineae; 


Edwardsiella hoshinae 
hoshinae Bacteria; 


Edwardsiella. 
NR_024733.1 


Coprobacillus 
83 Coprobacillus 
otrichaceae; 


Pelomonas 
66 Pelomonas 

Pelomonas. 
Oceanobacter kriegii 


kriegii Bacteria; 


Colwellia maris strain 
ria; Proteobacteria; 


Streptococcus porcinus 
porcinus Bacteria; 


Pseudomonas 
85 Pseudomonas 
eudomonadaceae; 


Bacillus vedderi 
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219846670 
nce 
omycetal 


219846669 
es; 


219846659 
sequence 


219846618 
ce 34368 
dales; 
219846617 
somal RNA, partial sequence 3438312 3439771 Acine 
ammaproteobacteria; Pseudomonadales; Moraxellace 


219846616 


axellace 
219846615 
sequence 


219846614 
quence 
Pseudomo 
219846563 


plasma. 

219846518 
3585997 35874 
hylococe 
219846482 


33709 
Stre 


Oceano 


M 


Pseud 


35188 


36345 


Ss; 


e 


ref 
78 Sphingomonas 
adac 
ref 
00 Actinoplanes 
neae 
ref 


ceta 
ref 


occu 
ref 


etal 
ref 

tale 
ref 

es; 


ref 
99 3372445 Strep 
ptos 


ref 
spir 


ref 
03 3438261 Acine 
orax 
ref 
toba 
ae; 

ref 
80 Acinetobacter 
ae; 
ref 


omon 
ref 


nada 
ref 
49 3520338 Mycop 


ref 
56 Methylomonas 
acea 
ref 
29 3635951 Helic 


ref 
55 Helicobacter 
acte 
ref 


eromonadales; 
ref 
08 Helicobacter 
acte 
ref 
90 Sagittula stellata Bacteria; 
acea 
ref 
3795600 3797066 Colwellia rossensis Bacteria; 


NR_026338.1 


eae; Sphingo: 
NR_026288.1 
; Micromonos 
NR_026287.1 
3334351 333579 
les; Micromo 


NR_026268.1 
3360383 336190 
s. 
NR_026264.1 
3366504 336795 
es; Streptos 


NR_026263.1 
3368004 336944 
s; Streptosp 


NR_026262.1 
3369499 337094 
Streptospora 


NR_026261.1 
t 
porangineae; 


NR_026251.1 
3384746 338616 
illales; Hal 


NR_026210.1 
t 
ellaceae; Ac 
NR_026209.1 
cter lwoffii 
Acinetobacte 
NR_026208.1 


Acinetobacte 
NR_026207.1 
3441331 344279 
adales; Mora 


NR_026206.1 
3442841 344429 
les; Moraxel 
NR_026155.1 
ne 


NR_026110.1 


e; Methylomo 
NR_026074.1 
° 
elicobactera 
NR_026065.1 


H 


raceae; Heli 
NR_026055.1 
3662041 366352 
Co 
NR_026029.1 


raceae; Heli 
NR_026016.1 


e; Sagittula 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Marinococcus 
2 Marinococcus 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 
r. 
Acinetobacter junii 
junii Bacteria; 
ry 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Mycoplasma genitalium 
asma genitalium 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 

Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Sagittula stellata 


NR_025957.1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 


Colwellia rossensis 


531540 Bacteria_16S 


pelophila strain 
Bacteria; Proteob 


531540 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


531540 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


531540 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


531540 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


531540 Bacteria_16S 


strain KMM 6034 1 
Bacteroidetes; Fl 


531540 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


531540 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


531540 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


531540 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


531540 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


531540 Bacteria_16S 


strain JC2056 16S 


3838155 3838130 30 55 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3883973 3883912 25 86 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3974233 3974208 23 48 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3981293 3981264 28 57 gi 
Flavoba 
gi 


avobacteria; Flavobacteriales; 
3987238 3987209 28 S7 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3988716 3988687 28 57 


avobacteria; Flavobacteriales; Flavoba 
3997674 3997649 23 48 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


4018673 4018644 26 55 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4020219 4020190 26 55 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4021764 4021735 26 55 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


4032451 4032402 29 78 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4049111 4049082 26 55 gi 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


531540 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 


531540 Bacteria_16S 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


531540 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


531540 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


531540 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


531540 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


531540 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


531540 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


4050542 4050513 26 55 gi 
n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 

4190653 4190624 26 55 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


4195173 4195148 30 55 gi 
n JC2044 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
4198091 4198062 26 55 gi 
KCTC 3748 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Paenibacill 
4210200 4210171 26 55 gi 
n SA 233 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

63650 63594 29 85 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
127437 127417 26 46 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 
148532 
bosomal RNA, 


148512 67 87 
partial sequence 


gi 


531540 Bacteria_16S 


strain BG8 16S ri 


189910 
bosomal RNA, 


189854 29 85 
partial sequence 


gi 


219846336 
38381 
hales; Pis 
219846306 


3883911 38853 


219846242 
sequence 
a; Rhizobi 


219846237 


6S ribosomal RNA, partial sequence 3981260 39826 


ct 
219846233 


6S ribosomal RNA, partial sequence 3987206 39886 


ct 
219846232 


6S ribosomal RNA, partial sequence 3988683 39901 


cteriaceae 
219846226 
quence 

ia; Sphing 


, 


219846210 
uence 
a; 


219846209 
uence 
a; 


219846208 
equence 
ria; Pseud 


219846201 
40324 
ales; Glyc 
219846187 


4049074 40504 


ionibacter 
219846186 

quence 

Actinomyc 


219846081 
uence 

ia; Altero 
219846078 
quence 

ia; Oceano 
219846076 
equence 
aceae; Pae 
219846068 
quence 
Actinomyc 


265679021 
ence 63592 
riales; Ox 
265678977 
e 12740 
nadales; P 


265678963 


148511 15001 


265678936 


eriaceae; 


eriaceae; 


Alteromonad 


Alteromonad 


ref |NR_025926.1 
14 3839581 Thiomi 


Thiomicrospira 
crospira pelophila 
cirickettsiaceae; Thiomicrospira. 
ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


, 


ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


Agrobacterium 
6 Agrobacterium 
ae; 


’ 


ref|NR_025827.1| Bizionia paragorgiae 
84 Bizionia paragorgiae Bacteria; 

; Bizionia. 
ref|NR_025823.1| Aquimarina muelleri 
32 Aquimarina muelleri Bacteria; 

; Aquimarina. 
ref|NR_025822.1| Gillisia mitskevichiae 
12 Gillisia mitskevichiae Bacteria; 

Gillisia. 
NR_025816.1 
3997630 399906 
omonadales; Eryt 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Marinobacter 
7 Marinobacter 
monadaceae; 


ref|NR_025800.1 
4018632 402012 
ales; Altero 


Marinobacter 
2 Marinobacter 
monadaceae; 


ref|NR_025799.1 
4020178 402167 
ales; Altero 


ref|NR_025798.1 
4021723 402321 
omonadales; Mora 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


ref|NR_025791.1| Glycomyces arizonensis 
01 4033899 Glycomyces arizonensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025777.1| Nocardioides aestuarii 
53 Nocardioides aestuarii Bacteria; 
ineae; Nocardioidaceae; Nocardioides. 
ref|NR_025776.1| Nocardioides 

4050504 4051877 Nocardioides 
etales; Propionibacterineae; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


NR_025671.1 
190616 419208 
monadales; Alter 


ref 


rs 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Paenibacillus 
0 Paenibacillus 


ref|NR_025668.1 
195136 419657 
spirillales; Hah 
ref|NR_025666.1 
198059 419951 
nibacillus. 
ref|NR_025658.1 

4210162 421159 
etales; Pseudono 


rs 


rs 


Saccharothrix 
0 Saccharothrix 
cardineae; 


ref|NR_029329.1 

65117 Herbas 
alobacteraceae; 
ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 

Pseudoalteromonas 
alteromonas espejiana 
aceae; 


ref|NR_029271.1| Clostridium rectum 
5 Clostridium rectum Bacteria; 


ref|NR_029244.1| Methylomicrobium album 


189853 191306 Methylomicrobium album Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 


531540 Bacteria_16S 


whittenburyi stra 


Methylococcaceae; 


531540 Bacteria_16S 


genavense strain 
Bacteria; Actinob 
Mycobacterium. 


531540 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


531540 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


531540 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


531540 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


531540 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


531540 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


531540 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


531540 Bacteria_16S 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


531540 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


531540 Bacteria_16S 


strain IFM 0575 1 
Actinobacteria; A 


531540 Bacteria_16S 


13501 16S ribosom 
Proteobacteria; B 


531540 Bacteria_16S 


strain HI 11/12 1 
Bacteria; Aquific 


531540 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


531540 Bacteria_16S 


YIM 30243 16S rib 
Actinobacteria; A 


531540 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


531540 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


531540 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


531540 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


531540 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


531540 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


192930 192874 29 85 gi 
in 1521 of Whittenbury 16S ribosomal R 


Methylobacter. 

220704 220660 29 73 gi 
2289 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


266240 266186 29 83 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
273815 273755 26 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

288847 288827 66 86 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
311789 311761 25 53 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
361770 361746 21 45 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
638012 637992 29 49 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
779881 779849 23 55 gi 
ribosomal RNA, partial sequence 


gi 


815138 815110 26 54 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
816649 816582 21 


86 gi 


SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
1041423 1041387 28 64 gi 


265678934 
NA, partia 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


265678915 
ce 22065 
ales; Cory 


265678882 


266185 26767 


alobactera 
265678877 


273748 27524 


265678867 
28882 
caligenace 
265678852 
equence 
ylococcus. 
265678813 


361716 36321 


; Desulfov 
265678625 
ence 63798 
nadales; X 
265678525 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678502 
ence 81510 
ales; Pseu 


265678501 
nce 81658 
bacteroida 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


ctinobacteridae; Actinomycetales; Cory 
1192478 1192458 66 86 gi 
al RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
1230331 1230307 30 54 gi 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1268015 1267975 29 69 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


1325528 1325500 26 

osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1417686 1417634 22 74 gi 


54 gi 


nebacterin 
228715722 


1192457 1193978 Borde 


caligenace 
219878275 


complete sequence 1230306 12317 


rinis. 

219846421 
equence 
teria; Des 


219846136 


1325499 13269 


nebacterin 
224581446 


16S ribosomal RNA, partial sequence 1417633 14190 


ridia; Clostridiales; Clostridiales Fa 
1519193 1519173 25 45 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1525315 1525291 24 48 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1856695 1856651 29 73 gi 


mily XI. I 
219857617 


1519166 15206 


H 
219857499 

15252 
; Lactobac 
219878296 


6S ribosomal RNA, partial sequence 1856650 18581 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 
1890553 1890505 25 73 


occus. 
219878270 


16S ribosomal RNA, partial sequence 1890504 18919 


Bacillus. 
86 


lales; Bacillaceae; 


1896731 1896711 66 gi 


219878265 


16S ribosomal RNA, partial sequence 1896710 18982 


etaproteobacteria; Burkholderiales; Al 


531540 Bacteria_16S 


1969254 1969234 29 49 gi 


caligenace 


espellia. 


ref 
1 se 


NR_029242.1 
quence 


Methylobacter 
192873 194334 
Methylococcales; 


v 


ref |NR_029223.1 
9 222097 Mycoba 
nebacterineae; M 


Mycobacterium 
cterium genavense 
ycobacteriaceae; 


ref|NR_029188.1| Oxalobacter formigenes 
2 Oxalobacter formigenes Bacteria; 
ceae; Oxalobacter. 

ref|NR_029183.1| Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 


Bordetella holmesii 
ella holmesii Bacteria; 


ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029158.1 

311738 313264 


Staphylococcus 
Staphylococcus 


ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; Des 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028829.1 
7 Acholeplasma 
eplasma. 

ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 

Acholeplasma axanthum 
axanthum Bacteria; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihalanaerobacter. 
ref|NR_028652.1| Nocardia araoensis 

83 Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_027537.1| Bordetella hinzii LMG 
tella hinzii LMG 13501 Bacteria; 

ae; Bordetella. 
ref|NR_025414.1 
93 Thermocrinis 


Selenihalanaerobacter 
halanaerobacter shriftii 


Thermocrinis albus 
albus DSM 14484 


ref|NR_026012.1 
1267974 126947 


ulfuromonadales; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Nocardia alba strain 
Bacteria; 


ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiaceae; Nocardia. 
ref|NR_027228.1| Helcococcus 
55 Helcococcus ovis Bacteria; 
ncertae Sedis; Helcococcus. 
ref|NR_025206.1| Hespellia porcina 
14 Hespellia porcina Bacteria; 


ovis 


Lactobacillus jensenii 
acillus jensenii 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025435.1 
69 Trichococcus 


Trichococcus palustris 
palustris Bacteria; 


ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


219878215 


doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 


ref|NR_025404.1| Bordetella trematum 
30 Bordetella trematum Bacteria; 

ae; Bordetella. 

ref|NR_025354.1| Azospirillum 


1969231 1970533 Azospirillum 


doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Azospirillum. 
531540 Bacteria_16S 
broegbernensis st 


Pseudoxanthomonas. 
531540 Bacteria_16S 
nitritireducens s 


2040970 2040950 29 
Proteobacteria; 


2042528 2042508 29 


rain B1616/1 16S ribosomal RNA, partia 
broegbernensis Bacteria; 


49 gi| 219878167 |ref|NR_025306.1 

1 sequence 2040918 204243 
Gammaproteobacteria; Xanthomonadales; X 
49 gi|219878166|ref|NR_025305.1 


train L2 16S ribosomal RNA, partial sequence 


2042490 204400 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


anthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

531540 Bacteria_16S 2053491 2053443 29 77 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

531540 Bacteria_16S 2108319 2108291 26 54 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 2559710 2559666 32 76 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

531540 Bacteria_16S 2562772 2562732 29 69 gi|219857335|ref|NR_024923.1| Helicobacter 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

531540 Bacteria_16S 2674268 2674216 29 81 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

531540 Bacteria_16S 2740271 2740224 26 73 gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

531540 Bacteria_16S 2791324 2791300 29 53 gi|219857122|ref|NR_024750.1| Coprococcus catus 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 

531540 Bacteria_16S 2922655 2922635 29 49 gi|219856841|ref|NR_024660.1| Pseudoxanthomonas 
japonensis strain 12-3 16S ribosomal RNA, partial sequence 2922617 2924080 Pseudoxanthomonas japonensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
531540 Bacteria_16S 2963271 2963223 32 80 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

531540 Bacteria_16S 2998339 2998311 26 54 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

531540 Bacteria_16S 3111546 3111522 21 45 gi| 219846847 |ref|NR_026439.1| Desulfobacter 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
531540 Bacteria_16S 3164472 3164432 24 64 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

531540 Bacteria_16S 3273566 3273542 21 45 gi| 219846738 |ref|NR_026330.1| Eubacterium callanderi 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

531540 Bacteria_16S 3361982 3361954 26 54 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

531540 Bacteria_16S 3365072 3365052 26 46 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

531540 Bacteria_16S 3499192 3499172 67 87 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

531540 Bacteria_16S 3595283 3595263 25 45 gi|219846511|ref|NR_026103.1] Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

531540 Bacteria_16S 3803173 3803153 66 86 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
strain 18323 16S ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

531540 Bacteria_16S 3804687 3804667 66 86 gi|219846359|ref|NR_025950.1| Bordetella 
parapertussis strain 522 16S ribosomal RNA, partial sequence 3804660 3806123 Bordetella 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
531540 Bacteria_16S 3806201 3806181 66 86 gi|219846358|ref|NR_025949.1| Bordetella 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


3806174 380763 


7 Bordetella 


531540 Bacteria_16S 


strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 38668 
Porphyromonadaceae; 


Bacteroidetes; 
531540 Bacteria_16S 


tainanensis strain S1 16S ribosomal RNA, 


Bacteria; 
531540 Bacteria_16S 


Bacteroidia; 


3865436 3865378 28 


4100275 4100223 29 


4116903 4116859 32 


Bacteroidales; 


86 


81 


complete sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; 


76 


strain ON59 16S ribosomal RNA, partial sequence 


Firmicutes; 
531540 Bacteria_16S 


lactatifermentans strain G17 16S ribosomal RNA, partial 
lactatifermentans Bacteria; 


531540 Fungi_16S 


Lactobacillales; 


4219399 4219343 29 


Firmicutes; 
62 2 26 


Streptococcaceae; 


85 


Clostridia; 
86 


gi 


gi 


gi 


4116858 41183 
Streptococcus. 


gi 


Clostridiales 


gi 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 


Actinobacteria; 
531540 Fungi_16S 


6225 6165 26 


86 


strain YZ-96 16S ribosomal RNA, partial sequence 


Actinobacteria; 
531540 Fungi_16S 
yamanashiensis 
yamanashiensis 
Nocardiaceae; 

531540 Fungi_16S 


strain IFM 10084 16S ribosomal RNA, partial sequence 4616 


Actinobacteria; 
531540 Fungi_16S 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


Actinobacteria; 
531540 Fungi_16S 


strain IFM 0575 16S ribosomal RNA, partial sequence 3067 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


547768 Bacteria_16S 


carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial seq 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; 


547768 Bacteria_16S 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequen 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; 


Magnetospirillum. 
547768 Bacteria_16S 
lituiforme strain 
Bacteria; 
547768 Bacteria_16S 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacter 


Magnetospirillum. 
547768 Bacteria_16S 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 13648 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
547768 Bacteria_16S 


strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 


10694 10640 26 


4669 4617 26 


9213 9175 26 


3105 3069 28 
2861003 2861113 1 


3199454 3199563 1 


364570 364681 1 


1340514 1340623 1 


1366213 1366323 1 


1648047 1648145 1 


80 


78 


64 


64 


106 


106 


106 


106 


106 


96 


Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


6163 
Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


strain IFM 0265 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; 
Nocardia. 


gi 


Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


gi 


gi 


gi 


Fail3 16S ribosomal RNA, partial sequence 36326 
Proteobacteria; Alphaproteobacteria; Caulobac 


gi 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


547768 Bacteria_16S 


DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stell 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


547768 Bacteria_16S 
strain ACCC 19665 
Bacteria; 
547768 Bacteria_16S 


1649544 1649642 1 


2624084 2624192 1 


382650 382748 1 


96 


106 


96 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


gi 


lavamentivorans strain DS-1 16S ribosomal RNA, partial 


lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Parvibaculum. 
547768 Bacteria_16S 


phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; 


Pannonibacter. 
547768 Bacteria_16S 


1143955 1144064 1 


3969696 3969742 1 


106 


47 


gi 


gi 


strain NCIMB 11762 16S ribosomal RNA, partial sequence 


Bacteria; 
547768 Bacteria_16S 
strain CE2105 16S 


630228 630276 1 


49 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospi 


gi 


628893 63029 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


547768 Bacteria_16S 


2356870 2356910 66 


106 


gi 


219846318 


Po 
219846152 

41002 
Neiss 
219846139 


219846061 
sequence 


265678352 
1514 


265678348 
7670 


219857175 
Actino: 


265678349 
6112 


219857197 
10588 


265678350 
4565 


219856884 


219846789 
Rh 
265678812 


terales; C 
228721340 
sequence 


228719040 


Brady 
219878444 


Acetobacte 
219878443 


Stella. 
219857249 
26227 
Phyll 
265678800 
sequence 
Rh 


253680761 
Rhodo 
219846246 
39683 
rillales; 


265678631 


Rhodospiri 


Porphyromonas macacae 
macacae Bacteria; 


ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025742.1| Chitinibacter 

22 4101735 Chitinibacter tainanensis 
eriaceae; Chitinibacter. 
ref|NR_025729.1| Streptococcus minor 
54 Streptococcus minor Bacteria; 


ref|NR_025651.1| Clostridium 
4219342 4220838 Clostridium 
; Clostridiaceae; Clostridium. 
ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 


eae; Nocardiaceae; Nocardia. 
ref|NR_024803.1| Nocardia 
e 10639 12137 Nocardia 


mycetales; Corynebacterineae; 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024703.1] Pseudomonas 

uence 2859671 2861120 Pseudomonas 

Rhizobiales; Bradyrhizobiaceae. 

ref|NR_026381.1| Magnetospirillum 

ce 3198121 3199563 Magnetospirillum 

odospirillales; Rhodospirillaceae; 


ref|NR_029117.1| Phenylobacterium 

4 364685 Phenylobacterium lituiforme 
aulobacteraceae; Phenylobacterium. 
NR_027605.1| Magnetospirillum 
1339181 1340623 Magnetospirillum 
ia; Rhodospirillales; Rhodospirillaceae; 
ref|NR_027578.1| Nitrobacter 

67 1366328 Nitrobacter hamburgensis X14 
rhizobiaceae; Nitrobacter. 


ref|NR_025583.1] Stella vacuolata 

52 Stella vacuolata Bacteria; 

raceae; Stella. 

ref|NR_025582.1| Stella humosa strain 


a humosa Bacteria; Proteobacteria; 
ref|NR_024879.1| Mesorhizobium amorphae 
31 2624203 Mesorhizobium amorphae 
obacteriaceae; Mesorhizobium. 
ref|NR_029105.1| Parvibaculum 

381306 382756 Parvibaculum 
izobiales; Phyllobacteriaceae; 


ref|NR_028009.1| Pannonibacter 
1142608 1144082 Pannonibacter 
bacterales; Rhodobacteraceae; 


ref|NR_025836.1| Phaeospirillum fulvum 
66 3969766 Phaeospirillum fulvum 


Rhodospirillaceae; Phaeospirillum. 


ref|NR_028936.1| Roseospira marina 
8 Roseospira marina Bacteria; 
llaceae; Roseospira. 


219857490 


dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 


ref|NR_025078.1| Desulfovibrio 
2355381 2356917 Desulfovibrio 


dechloracetivoran 
Desulfovibrionace 


547768 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
547768 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


547768 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


547768 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


547768 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


547768 Bacteria_16S 


strain NZP 2213 1 
Proteobacteria; A 


547768 Bacteria_16S 


strain AMX51 16S 
Proteobacteria; A 


547768 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


547768 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


547768 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


547768 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


547768 Bacteria_16S 


strain F9251 16S 
Proteobacteria; A 


547768 Bacteria_16S 


strain 3-p 16S ri 
Proteobacteria; A 


547768 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


547768 Bacteria_16S 


strain ATCC 15253 
Proteobacteria; A 


547768 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


547768 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


547768 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


547768 Bacteria_16S 


strain CNS 2-75 1 
Proteobacteria; A 


547768 Bacteria_16S 
mal RNA, partial sequence 


CFN 42 16S riboso: 
Alphaproteobacter 


s Bacteria; Proteobacteria; 
ae; Desulfovibrio. 

768791 768900 
osomal RNA, partial 


1 

sequence 
Rhizobiales; Hypho 
358558 358607 57 106 gi 
ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


106 gi 


1486057 1486166 1 106 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1611685 1611734 57 106 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


3026854 3026951 1 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
3968195 3968304 1 106 gi 
6S ribosomal RNA, 
lphaproteobacteria; Rhizobiales; Phyll 
843827 843935 1 105 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
2022612 2022712 1 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2400800 2400864 19 79 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


3126583 3126647 19 79 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


2098987 2099078 1 90 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


3894622 3894669 55 102 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
743894 743941 1 47 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
1657176 1657274 1 96 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
2024103 2024201 1 96 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
2865622 2865731 1 106 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


gi 


2995066 2995164 1 96 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

3132434 3132532 1 96 gi 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


3684655 3684753 1 96 gi 


lphaproteobacteria; Rhizobiales; Bruce 


273574 273683 1 106 gi 


ia; Rhizobiales; Rhizobiaceae; Rhizobi 


547768 Bacteria_16S 


767437 76891 


complete sequence 3966839 39683 


842468 84394 


3893217 38946 


742578 74395 


6S ribosomal RNA, partial sequence 3683303 36847 


272240 273697 Rhizo 


265678534 


microbiace 
265678816 
partial se 
eria; Rhod 


219857250 
quence 
ria; Rhizo 


219878469 
uence 
ia; Rhodob 


v 


219846906 
30255 
terales; C 
219846247 


obacteriac 
265678484 


rhizobiace 
219878181 
20212 
terales; C 
219857460 
sequence 
acteria; R 
219846838 
sequence 
ria; Rhizo 


219878123 
uence 


ria; Rhizo 


219846299 


nellaceae; 
265678551 


Rhodospiri 
219878437 
sequence 

eria; Rhiz 
219878180 
20227 
aulobacter 
219856881 
sequence 

a; Sphingo: 


219846927 
quence 
ia; Rhizob 


’ 


219846834 
sequence 


ia; Rhizob 


219846448 


llaceae; O 
265678878 


um/Agrobac 


562179 562288 1 106 gi 


mona 


Deltaproteobacteria; Desulfovibrionales; 


ref|NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 

ae; Devosia. 
ref|NR_029121.1 
quence 357208 
obacterales; Rho 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


ref|NR_024880.1 
1484704 148617 
biales; Phylloba 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobium. 
ref|NR_028787.1| Bosea minatitlanensis 
9 Bosea minatitlanensis Bacteria; 
ae; Bosea. 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref |NR_025048.1 
2399427 240087 
hizobiales; Hyp 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Mesorhizobium loti 
loti Bacteria; 


Caulobacter fusiformis 

acter fusiformis 
Caulobacter. 
Hyphomicrobium 

3 Hyphomicrobium 

omicrobiaceae; 

ref |NR_026430.1 

125234 312665 

biales; Hyphomic 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Ww 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


ref |NR_025262.1 
2097632 209908 
biales; Phylloba 


ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref|NR_028855.1| Rhodocista pekingensis 
0 Rhodocista pekingensis Bacteria; 
llaceae; Rhodocista. 
ref|NR_025576.1] Ochrobactrum 
1655822 1657274 Ochrobactrum 
obiales; Brucellaceae; Ochrobactrum. 
ref |NR_025319.1| Caulobacter henricii 
70 2024208 Caulobacter henricii Bacteria; 
aceae; Caulobacter. 
ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 
dales; Sphingomonadaceae; 


ref|NR_026519.1 
2993732 299516 
iales; Rhizobiac 


Agrobacterium 
8 Agrobacterium 
eae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


ref|NR_026426.1 
131100 313253 


iales; Phyllobac 


Ww 


ref|NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref |NR_029184.1 
bium etli Bacter 
terium group; Rhizobium. 


Ochrobactrum anthropi 
anthropi Bacteria; 


Rhizobium etli strain 
ia; Proteobacteria; 


265678678 


ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 


ref |NR_028983.1] Roseomonas 
560822 562307 Roseomonas 


ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Roseomonas. 


547768 Bacteria_16S 
strain TH-3 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
547768 Bacteria_16S 
niigataensis stra 
niigataensis Bact 
547768 Bacteria_16S 
strain SO2 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
547768 Bacteria_16S 


chacoense strain 
Bacteria; 


strain gal 1261 1 


populi BJ001 16S 


Bacteria; 


strain 173-96 16S 


entanii strain LT 
Bacteria; Proteob 


547768 Bacteria_16S 


grignonense strai 
grignonense Bacte 


547768 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


547768 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


547768 Bacteria_16S 


diazotrophicus st 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 
Gluconacetobacter. 
547768 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


547768 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


547768 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


547768 Bacteria_16S 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


547768 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


Proteob 
547768 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
547768 Bacteria_16S 


Proteob 
547768 Bacteria_16S 
strain 5424 16S r 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
547768 Bacteria_16S 


716271 716380 1 106 
ibosomal RNA, partial sequence 


gi 
1239279 1239388 1 106 gi 
in DSM7050 16S ribosomal RNA, partial 


1487570 1487679 1 106 
bosomal RNA, partial sequence 


gi 


1890336 1890445 1 106 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
2302265 23023151 49 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
3981091 3981200 1 106 gi 


416740 416792 55 106 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
449012 449120 1 105 gi 
ibosomal RNA, partial sequence 


gi 


560701 560753 55 106 
ribosomal RNA, partial sequence 


gi 


668200 668252 55 106 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
680361 680413 55 106 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
1058019 1058071 55 106 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1240852 1240904 55 106 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1354352 1354404 55 106 gi 
rain PAl 5 16S ribosomal RNA, partial 


3004412 3004464 55 106 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3119094 3119146 55 106 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3419301 3419353 55 106 gi 
IFO 3264 16S ribosomal RNA, partial se 


3554068 3554120 55 106 gi 
CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


’ 


3555601 3555653 55 106 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


547768 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


547768 Bacteria_16S 


strain DSM 3503 1 


3570726 3570778 55 106 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

3575272 3575324 55 


106 gi 


547768 Bacteria_16S 


eria; Proteobacteria; Alphaproteobacte 


1486230 14876 


2300928 2302353 Afipi 


6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
547768 Bacteria_16S 
415329 41680 


447654 44913 


559287 56077 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
547768 Bacteria_16S 


a; Proteobacteria; Alphaproteobacteria; 


6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


biaceae; 
219878272 
e 18889 
les; Phyll 
219857529 


ipia. 
219846238 


biaceae; 
265678777 


les; Methy 
265678756 


Acetobacte 
265678679 


Acetobacte 
265678604 
nce 66678 
rillales; 

265678596 
uence 

ia; Rhizob 
265678339 
al sequenc 
eria; Rhiz 


219878162 
equence 
ia; Rhizob 
228720330 
sequence 
teobacteri 


219846921 
nce 30029 
rillales; 
219846843 
ence 31176 
rillales; 
219846632 
quence 

; Rhodospi 
219846541 
quence 
Rhodospir 


219846540 
1 sequence 
ria; Rhodo 
219846529 
equence 
rillales; 


219846526 


Acetobacte 


3592082 3592134 55 106 gi 


R 


R 


hizo 
ref|NR_025411.1 
obac 
ref 
a bi 


NR_025117.1 
rgiae Bacte 
ref |NR_025828.1 


hizo 
ref 


bium/Agroba 
NR_029082.1 


loba 
ref 


cteriaceae; 
NR_029061.1 


race 
ref 


ae; Roseomo 
NR_028984.1 


raceae; Roseomo 
ref|NR_028909.1 
6 668269 Gluco 
Acetobacteracea 
ref |NR_028901.1 

678955 680426 
iales; Brucellac 
ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyr 


ref|NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_027591.1 
1352934 135441 
Rhodospirill 


a; 


ref|NR_026513.1 
97 3004478 Gluco 
Acetobacteracea 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteracea 
ref |NR_026224.1 

3417892 341936 
rillales; Aceto 


illales; Ac 
ref |NR_026132.1 
3554185 355566 


spirillales; Ac 


Acetobacter 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 


219846515 


pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 


ref|NR_026107.1 
3590670 359214 


88 1890453 Mesorh 
teriaceae; M 


r 


n 
e 


h 


a 


n 
e 


e: 


b 


265678571|ref|NR_028876.1| Aminobacter aganoensis 
714920 716386 Aminobacter aganoensis Bacteria; 

obacteriaceae; Aminobacter. 

219878163|ref|NR_025302.1| Aminobacter 

sequence 1237929 1239394 Aminobacter 

ria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

219857235|ref|NR_024863.1| Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 
bium/Agrobac 


terium group; Rhizobium. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Afipia birgiae strain 
ia; Proteobacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
c 


terium group; Rhizobium. 
Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 
n 


as. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 
n 


as. 

Gluconacetobacter 

acetobacter entanii 

; Gluconacetobacter. 
Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Rhodopseudomonas 

7 Rhodopseudomonas 

izobiaceae; 


Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Gluconacetobacter 

acetobacter europaeus 

; Gluconacetobacter. 
Gluconacetobacter 

acetobacter intermedius 
Gluconacetobacter. 

Gluconobacter 

7 Gluconobacter 

acteraceae; 


v 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


’ 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acetobacter 
8 Acetobacter 


pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


547768 Bacteria_16S 


strain H152 16S r 


3657288 3657340 55 106 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


547768 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


547768 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


547768 Bacteria_16S 


strain MDA5527 16 


14928 14968 66 106 gi 


Bacteria; Proteobacteria; Gammaproteo 


432080 432131 55 105 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


742461 742512 55 105 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


547768 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; 


strain LBB1 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
547768 Bacteria_16S 


collinoides strai 
collinoides Bacte 


547768 Bacteria_16S 


strain ORS 992 16 


G 
547768 Bacteria_16S 


1963136 1963175 66 106 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
2341597 2341708 1 106 gi 
ibosomal RNA, partial sequence 


gi 


2946626 2946665 66 106 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
3076822 3076920 1 96 gi 
S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


547768 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


547768 Bacteria_16S 


strain DSS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
547768 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


547768 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


547768 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
547768 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


547768 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


547768 Bacteria_16S 


strain MCS 18 16S 


698428 698526 1 96 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
930769 930819 57 106 gi 
ribosomal RNA, partial sequence 


1142494 1142544 57 106 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1391931 1391981 57 106 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1400938 1401047 1 106 gi 
RNA, partial sequence 
Sphingomonadales; 

1445276 1445326 57 106 gi 
rain 5SM22 16S ribosomal RNA, partial 

cteria; Proteobacteria; Alphaproteobac 


v 


1829214 1829264 57 106 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
2019653 2019751 1 96 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


547768 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


547768 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


547768 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


547768 Bacteria_16S 


strain NCIMB 1112 
Proteobacteria; A 


547768 Bacteria_16S 


2021125 2021223 1 96 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


2114229 2114279 57 106 gi 
strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteo 


2926908 2926958 57 106 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


3005864 3005907 1 44 gi 
6 16S ribosomal RNA, partial sequence 

lphaproteobacteria; Rhizobiales; Methy 
3162860 3162910 57 106 gi 


strain B-38 16S ribosomal RNA, partia 


1s 
bac 


st 


ho 


eq 
ob 


que 
eri 


e 


Sph 


ter 


que 


a; 


yph 


s 
ct 


e 
e 


al 


bac 


e 
ct 


s 
e 


loc 


219846467 
3655877 36573 
biaceae; 
265679054 


265678767 
sequence 
ria; 


265678553 
741046 74252 
Acetobacte 
219878220 
1961654 19631 
eurellac 
219857501 
2340265 23417 
dobacter 
219856826 
uence 

acillace 
219846871 
3075492 30769 
biaceae; 

265678584 
nce 
terales; 
265678425 
929371 93083 
hodobacter 
253680762 


228716336 


Parvularc 
228715353 
1399580 1401060 Sphin 


224581424 
sequence 

219878317 
219878183 
2018337 20197 


219878182 


219857659 


219856839 


219846920 


219846814 


R 


equence 
teria; 


Rhodo 


R 


69711 
c 


nce 


a; Sphi 


13905 


ingomon 


ia; Rho 


nce 
Rhodoba 
omonada 
quence 


ria; Rh 


sequenc 
teria; 


equence 
ria; Rh 


30045 
ystacea 


ref|NR_026059.1| Rhizobium giardinii 
53 Rhizobium giardinii Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_029362.1| Francisella tularensis 
13461 14981 Francisella tularensis 
Thiotrichales; Francisellaceae; 
ref |NR_029072.1 
430661 432145 
spirillales; Ace 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


ref|NR_028857.1| Roseomonas mucosa 

7 Roseomonas mucosa Bacteria; 

raceae; Roseomonas. 

ref|NR_025359.1| Pasteurella skyensis 

86 Pasteurella skyensis Bacteria; 

eae; Pasteurella 

ref|NR_025089.1| Rhodobaca bogoriensis 

21 Rhodobaca bogoriensis Bacteria; 

aceae; Rhodobaca 

ref |NR_024645.1 
2945130 294667 

ae; Lactobacillus. 

ref|NR_026463.1| Rhizobium undicola 

24 Rhizobium undicola Bacteria; 

hizobium/Agrobacterium group; Rhizobium. 

ref|NR_028889.1| Brevundimonas 

8 698533 Brevundimonas aurantiaca 

aulobacteraceae; Brevundimonas. 

ref|NR_028727.1| Ruegeria pomeroyi 

3 Ruegeria pomeroyi Bacteria; 

aceae; Ruegeria. 

ref|NR_028010.1 
1141076 114255 

ngomonadales; Sp 


Lactobacillus 
8 Lactobacillus 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


ref|NR_025456.1| Oceanicaulis 
1827843 1829266 Oceanicaulis 
cterales; Hyphomonadaceae; Oceanicaulis. 
ref|NR_025322.1| Maricaulis salignorans 
58 Maricaulis salignorans Bacteria; 
ceae; Maricaulis. 
ref |NR_025321.1 
2019809 202123 
odobacterales; H 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


v 


ref|NR_024658.1 
2925520 292697 
odobacterales; R 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 


Methylosinus sporium 
osinus sporium Bacteria; 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Antarctobacter. 


ref|NR_026406.1] Antarctobacter 
3161511 3162910 Antarctobacter 


547768 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


547768 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


547768 Bacteria_16S 


strain KMM 3554 1 
Proteobacteria; A 


547768 Bacteria_16S 


strain PL7HG1 16S 
Proteobacteria; A 


547768 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


547768 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


547768 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


547768 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


547768 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


547768 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


547768 Bacteria_16S 


strain LMG 1746 1 
Proteobacteria; A 


547768 Bacteria_16S 


strain LMG 1625 1 
Proteobacteria; A 


547768 Bacteria_16S 


strain H-8 16S ri 
Proteobacteria; A 


547768 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


547768 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


547768 Bacteria_16S 


strain LMG 7837 1 
Proteobacteria; A 
Sinorhizobium. 


547768 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


547768 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


547768 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


547768 Bacteria_16S 


strain IS 123 16S 
Proteobacteria; A 


547768 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


547768 Bacteria_16S 


3164328 3164378 57 106 gi 
172 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 
4167543 4167593 57 106 gi 
KMM 3584 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 
4169025 4169075 57 106 gi 
lphaproteobacteria; Rhodobacterales; R 
384223 384264 55 96 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
872713 872754 55 96 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1233243 1233284 55 96 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1397986 1398027 55 96 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 
1416002 1416035 62 96 gi 
ammaproteobacteria; Pseudomonadales; P 
1573427 1573468 55 96 gi 
c 16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
1581015 1581056 55 96 gi 
CFNEI 156 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 
1750315 1750356 55 96 gi 
lphaproteobacteria; Rhodospirillales; 
1751807 1751848 55 96 gi 


lphaproteobacteria; Rhodospirillales; 
2155038 2155079 55 96 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

2509969 2510010 55 96 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


’ 


2642518 2642559 65 106 gi 
eltaproteobacteria; Desulfobacterales; 
3604387 3604428 55 96 gi 


219846813 
e 31629 
hodobacter 
219846102 
quence 

Rhodobac 


, 


219846101 


6S ribosomal RNA, partial sequence 4167649 41690 


hodobacter 
265678799 


382807 38428 


rhizobiace 
265678464 
sequence 
ria; Rhodo 


219878271 
quence 
cteria; Rh 
228715764 
uence 
bacteria; 


224581448 


6S ribosomal RNA, partial sequence 1414552 14160 


seudomonad 
219857383 
15720 
les; Brady 
219878491 
sequence 

a; Rhizobi 


219878374 


6S ribosomal RNA, partial sequence 1748919 17503 


Acetobacte 
219878373 


6S ribosomal RNA, partial sequence 175041117518 


Acetobacte 
219857632 


2153652 21550 


Acetobacte 
219857371 
uence 
Rhodospir 


219857230 


6S ribosomal RNA, partial sequence 2641027 26425 


Desulfoba 
219846504 


6S ribosomal RNA, partial sequence 3602996 36044 


ref|NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref|NR_025692.1 
166170 416759 
terales; Rhodoba 


rs 


ref |NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_029104.1 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


ae; Bradyrhizobi 
ref |NR_028767.1 

871314 872760 
spirillales; Ace 


ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref |NR_027539.1 
1396599 139803 
Rhizobiales; Met 


ref |NR_027230.1 


um. 
Gluconacetobacter 
Gluconacetobacter 

tobacteraceae; 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


aceae; Pseudomon 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


’ 


ref|NR_025513.1 


as. 
Rhodopseudomonas 

seudomonas faecalis 

odopseudomonas. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


race 
ref 


ae; Acetobac 
NR_025512.1 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


race 
ref 


ae; Acetobac 
NR_025221.1 


ter. 
Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


raceae; Rubritep 
ref|NR_024959.1 

2508571 251001 
illales; Acetoba 


ref |NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref |NR_029364.1 
10342 11910 
ulfovibrionales 


’ 


ref |NR_029360.1 
Lactobacillus 


ref|NR_029342.1 


ida. 
Gluconacetobacter 

7 Gluconacetobacter 

cteraceae; 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Desulfovibrio 
Desulfovibrio 


Desulfovibrionaceae; 


Lactobacillus perolens 
perolens Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


acea 
ref 


e; Carnimona 
NR_029330.1 


Ss. 
Rhizobium sullae 


Rhizobium sullae Bacteria; 


hizobium/Agrobac 
ref |NR_029308.1 
Lactobacillus 


lphaproteobacteria; Rhizobiales; Rhizobiaceae; S 
11806 11846 66 106 gi| 265679056 
rain 16910a 16S ribosomal RNA, complete sequence 
cteria; Proteobacteria; Deltaproteobacteria; Des 
17975 18015 66 106 gi| 265679052 
ibosomal RNA, partial sequence 16478 18031 
bacillales; Lactobacillaceae; Lactobacillus. 
45269 45309 66 106 gi| 265679034 
ribosomal RNA, complete sequence 43805 45323 
ammaproteobacteria; Oceanospirillales; Halomonad 
63491 63535 1 45 gi| 265679022 
ribosomal RNA, partial sequence 62180 63541 
lphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
95158 95198 66 106 gi| 265679000 
bosomal RNA, complete sequence 93645 95214 
bacillales; Lactobacillaceae; Lactobacillus. 
125813 125853 66 106 gi| 265678979 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 


terium group; Rhizobium. 
Lactobacillus lindneri 
lindneri Bacteria; 


ref |NR_029287.1 
124349 125867 


Nitrospira 
Nitrospira 


547768 Bacteria_16S 165381 165421 66 106 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

547768 Bacteria_16S 166944 166984 66 106 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 183559 183599 66 106 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 198834 198874 66 106 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 200467 200507 66 106 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

547768 Bacteria_16S 209806 209846 66 106 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 211357 211397 66 106 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 212915 212955 66 106 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 234131 234171 66 106 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

547768 Bacteria_16S 391954 391994 66 106 gi| 265678794 |ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

547768 Bacteria_16S 412017 412057 66 106 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

547768 Bacteria_16S 413617 413657 66 106 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

547768 Bacteria_16S 415221 415261 66 106 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

547768 Bacteria_16S 471921 471961 66 106 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

547768 Bacteria_16S 493489 493529 66 106 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

547768 Bacteria_16S 537755 537795 66 106 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

547768 Bacteria_16S 551595 551635 66 106 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

547768 Bacteria_16S 593834 593874 66 106 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
547768 Bacteria_16S 612021 612061 66 106 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

547768 Bacteria_16S 933936 933976 66 106 gi|265678423|ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

547768 Bacteria_16S 961799 961839 66 106 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

547768 Bacteria_16S 1084911 1084951 66 106 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

547768 Bacteria_16S 1121351 1121391 66 106 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 


dehalogenans 2CP- 


Anaeromyxobacter. 


1 16S ribosomal RNA, partial sequence 


1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 


NNNNNNNNNNNNNNNNNNNNNCGATTAAGCCATGCGAGTCATGGGGCGCCTTGTGCGCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGG 
GGATAACCCCGGGAAACTGGGGCTAATCTCCCATAGGTTTAGGGCACTGGAAGGTCCCTAAACCGAAAGGGGCTCTGCCCGCCCGAGGATGGGCCGGCGGCCGAT 
TAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCCATAATCGGTACGGGCAGTGAGAGCTGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGG 
CGCAGCAGGCGCGAAACCTCCGCAATGCTCGAAAGAGCGACGGGGGGACCCCAAGTGCCGTGGTACAACCACGGCTTTTCCGGAGTGTAAGAAGCTCCGGGAATA 
AGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCACTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCTTGTAAGTCCCT 
GGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATACTGCAAGCCTTGGGACCGGGAGAGGCCGGGGGTACTCCTGGGGTAGGGGTGAAATCCTATAATC 
CCAGGAGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCT 
GTAAAGGATGCGGGCTAGGTGTTGCTTGGACCTCGAGTCCAAGCAGTGCCGCAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTT 
AAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGA 
AGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGC 
CAGCCCTTCCCGTTGGGAAGGAGGCACTCTGGGGGGACTGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTA 
CACGCGCGCTACAATGGGCGGGACAATGGGATCCAACCCCGAAAGGGGAAGGAAATCCCCTAAACCCGCCCCCAGTTCGGATTGCGGGCTGCAACTCGCCCGCAT 
GAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTTTGGATGAGG 
CTTCGTCCTATGGGCGGAGTCGAGTCCAGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTACGGCTCGATCACCTCCNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGTTGATCCTGCCGGAGGCCACTGCTATCGGGGTCCGACTAAGCCATGCGAGTCACGGGGGTGTC 
CCTCTGGGACACCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGCCTGAGGT 
ACTGGAAGGTCCTCAGGCCGAAAGGGGCTTTTGCCCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTA 
CGGGCTGTGAGAGCAGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGAAACCGCGACGGG 
GGGACCCCGAGTGCCGTGGCATCGCCACGGCTTTTCCGGAGTGTAAAAAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCG 
GCCCGAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATACTG 
CGGGCCTTGGGACCGGGAGAGGCGGGGGGTACCCCTGGGGTAGGGGTGAAATCCTATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCCGCTGGAACGGGTC 
CGACGGTGAGGGACGAAGGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGCTTCGAGCTCGCCC 
GGTGCCGTAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGT 
TTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCA 
GCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGCCCTTCCCGCTGGGAAGGGGGCACTCTGGGGGGACTGCCGG 
CGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCGACCCCGAAA 
GGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATCGCGGGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGA 
ATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTCTGGATGAGGCTCCGTCCTCTGGGCGGGGTCGAGTCCGGGCTCCGTGAGGGGGG 
AGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGAGGCCACTGCTATGGGGGTCCGACTAAGC 
CATGCGAGTCAAGGGGGCGTCCCTTCTGGGACGCCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGC 
TAATCCCCCATAGGCCTGGGGTACTGGAAGGTCCCCAGGCCGAAAGGGAGCCGTAAGGCTCCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTA 
ACGGCCCACCAAGCCGAAGATCGGTACGGGCCGTGAGAGCGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACC 
TCCGCAATGCGGGAAACCGCGACGGGGGGACCCCCAGTGCCGTGCCTCTGGCACGGCTTTTCCGGAGTGTAAAAAGCTCCGGGAATAAGGGCTGGGCAAGGCCGG 
TGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCACTATTATTGGGCCTAAAGCGGCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTC 
AACCGTGGGGCTCGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCCGGGGTAGGGGTGAAATCCTATAATCCCGGGGGGACCGCCAGTG 
GCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGCCGAAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAG 
GTGTCGGGCGAGCTTCGAGCTCGCCCGGTGCCGTAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGA 
GCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACGCGC 
CGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGTCCCTCCCGCTCGGG 
AGGGAGGCACTCTGGGGGGACTGCCGGCGATAAGCCGGAGGAAGGGGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGG 
GCGGGACAATGGGACCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATCGCGGGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCTAG 
TACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGAGTCCGGGTGAGGCCTGATCTCCTTCGGGA 
GGTCAGGTCGAGCCCGGGCTCCGTGAGGGGGAGAAGTCGTAACAAGGTAGCCGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NAAGGGGGCGTCCCTTCTGGGACGCCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCC 
ATAGGCCTGGGGTACTGGAAGGTCCCCAGGCCGAAAGGGGACCGTAAGGTCCCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCAC 
CAAGCCGAAGATCGGTACGGGCCGTGAGAGCGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATG 
CGGGAAACCGCGACGGGGGGACCCCCAGTGCCGTGCCTCTGGCACGGCTTTTCCGGAGTGTAAAAAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCG 
CCGCGGTAATACCGGCGGCCCGAGTGGTGGCCACTATTATTGGGCCTAAAGCGGCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGG 
GCTCGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCCGGGGTAGGGGTGAAATCCTATAATCCCGGGGGGACCGCCAGTGGCGAAGGCG 
CCCGGCTGGAACGGGTCCGACGGTGAGGGCCGAAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGC 
GAGCTTCGAGCTCGCCCGGTGCCGTAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAA 
GGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACGCGCCGAGAGGAG 
GTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGTCCCTCCCGCTCGGGAGGGAGGCA 
CTCTGGGGGGACTGCCGGCGATAAGCCGGAGGAAGGGGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAA 
TGGGACCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATCGCGGGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCTAGTACCCGCGC 
GTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGCCCGGGTGAGGCCCGATCTCCTTCGGGAGGTCGGGTC 
GAGCCTGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCGGTTATCC 
TGCCGGACCCGACCGCTATCGGGGTAAGGCTAAGCCATGGGAGTCGAACGCCCGCCGCCGCGGGCGTGGCGGACGGCTGAGTAACACGTGGCTAACCTACCCTCG 
GGAGGGGGATAACACCGGGAAACTGGTGCTAATCCCCCATAGGGGCGGAGGCCTGGAAGGGTTCCGCCCCGAAAGGGGCTCGGGGGGGAACGCCCCGAGTCCGCC 
CGAGGATGGGGCCGCGCCCCATCAGGTAGTTGGCGGGGTAATGGCCCGCCAAGCCGAAGACGGGTAGGGGCCGTGGGAGCGGGAGCCCCCAGATGGGCACTGAGA 
CAAGGGCCCAGGCCCTACGGGGCGCACCAGGCGCGAAAACTCCGCAATGCGGGCAACCGTGACGGGGTTACCCCGAGTGCCCCCTCTCCGGGGGCTTTTCCCCGC 
TGTAAACAGGCGGGGGTAATAAGCGGGGGGCAAGTCTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAGTGGTCGGGACGATTATTGGGCCTAAAGCGCCCG 
TAGCCGGCCTGGTGGCCCCCTCCTAAAGCCCCGGGCTCAACCCGGGGACTGGAGGGGGTAGCGCCAGGCTAGGGGGCGGGAGAGGCCGAGGGTACTCCCGGGGTA 
GGGGCGAAATCCGATAATCCCGGGAGGACCGCCAGTGGCGAAGGCGCTCGGCTGGAACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGGAGCAAACCGGATTAGA 
TACCCGGGTAGTCCCGGCTGTAAACGATGCGGGCTAGGTGTTGGGCGGGCTTCGAGCCCGCCCAAGTGCCGCAGGGAAGCCGTTAAGCCCGCCGCCTNGGGAGTA 
CGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAGCCTGCGGCTTAATTGGAGTCAACGCCGGGAACCTTACCGGGGGCGACAG 
CAGGATGAAGGTCAGGCTGAAGACCTTACCTGACGCGCTGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGCCGTGAGGTGTCCGGTTAAGTCCGGCAACGAGCG 
AGACCCCCGTCCCCAGTTGCTACCCGGGGCTCCGGCCCCGGGGCACACTGGGGAGACTGCCGCCGTATAAGGCGGAGGAAGGAGGGGGCTATGGCAGGTCAGCAT 
GCCCCGAAACCCCCGGGCTGCACGCGGGCTACAATGGCGGGGACAGCGGGTTGCGACCCCGAAAGGGGGAGCCAATCCCTGAAACCCCGCCGAGGTTGGGATCGA 
GGGCTGCAACTCGCCCTCGTGAACGCGGAATCCCTAGTAACCGCGCGTTAGCATCGCGCGGTGAACACGTCCCTGCTCCTTGCACACACCGCCCTCGCTCCCGCC 
GAGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGTTGATCCTGCCAGAGGCCGCTGCTATCCGGCTGGGACTAAGCCAT 
GGTAGTCATGGGGCGCGGGCCCTTCGGGGTTCGCGCACCGGCGGACAGCTCAGTAACACGTGGCCAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGG 
CTAAACCCCCATAGGGGATGGGTGGTGGAATTCCCCCATCCCCGAAAGTGTGCCACTCCYGTAAGGGTGGCACAGYCCGAGGATGGGGCTGCGGCGGATTAGGTA 


547768 Bacteria_16S 1180376 1180416 66 106 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

547768 Bacteria_16S 1266329 1266369 66 106 gi|219846539|ref|NR_026131.1] Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 1288954 1288994 66 106 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

547768 Bacteria_16S 1293370 1293410 66 106 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

547768 Bacteria_16S 1357433 1357473 66 106 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 1470940 1470980 66 106 gi|224581406|ref|NR_027187.1| Psychrobacter 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

547768 Bacteria_16S 1643545 1643585 66 106 gi| 219878448 |ref|NR_025587.1| Pseudomonas meridiana 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

547768 Bacteria_16S 1645106 1645146 66 106 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 1645153 Pseudomonas antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

547768 Bacteria_16S 1707688 1707728 66 106 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 1864248 1864288 66 106 gi|219878292|ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
547768 Bacteria_16S 1865830 1865870 66 106 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

547768 Bacteria_16S 1918990 1919030 66 106 gi|219878249|ref|NR_025388.1| Pediococcus inopinatus 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

547768 Bacteria_16S 1928164 1928204 66 106 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

547768 Bacteria_16S 1944909 1944949 66 106 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

547768 Bacteria_16S 1987662 1987702 66 106 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

547768 Bacteria_16S 2164115 2164155 66 106 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

547768 Bacteria_16S 2197587 2197627 66 106 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

547768 Bacteria_16S 2220253 2220293 66 106 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

547768 Bacteria_16S 2264528 2264568 66 106 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

547768 Bacteria_16S 2406964 2407004 66 106 gi|219857456|ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

547768 Bacteria_16S 2466278 2466318 66 106 gi|219857406|ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

547768 Bacteria_16S 2556442 2556482 66 106 gi|219857340|ref|NR_024928.1| Pseudomonas gessardii 


strain CIP 105469 


16S ribosomal RNA, partial sequence 


2554974 2556489 Pseudomonas gessardii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


547768 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


547768 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


547768 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


547768 Bacteria_16S 
n ALA-3 16S ribosomal RNA, partial seq 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


547768 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


547768 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


547768 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


547768 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


547768 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


547768 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


547768 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


547768 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


547768 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


547768 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


547768 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


547768 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


547768 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


547768 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


547768 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


547768 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


547768 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


547768 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


547768 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 


ammaproteobacteria; Pseudomonadales; P 


2558008 2558048 66 106 gi 
16S ribosomal RNA, partial sequence 


2562634 2562674 66 106 gi 
16S ribosomal RNA, partial sequence 


2571767 2571807 66 106 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2574906 2574946 66 106 gi 
ria; Proteobacteria; Deltaproteobacter 
2580888 2580928 66 106 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582454 2582494 66 106 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584024 2584064 66 106 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585593 2585633 66 106 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596431 2596471 66 106 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597997 2598037 66 106 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2607208 2607248 66 106 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2614956 2614996 66 106 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2619634 2619674 66 106 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2674111 2674151 66 106 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2854890 2854930 66 106 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2859573 2859613 66 106 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2864175 2864215 66 106 gi 


ammaproteobacteria; Pseudomonadales; P 
2973831 2973871 66 106 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


3075388 3075428 66 106 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3079940 3079980 66 106 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081516 3081556 66 106 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3083092 3083132 66 106 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


se 


se 


se 


ue 
ia 


se 
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na 


na 


se 


na 
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ac 


na 


na 


se 


al 
er 


en 


al 


en 
el 


ce 
el 


eq 
er 


3152144 3152184 66 106 gi 


219857339 


udomonad 
219857336 


udomonad 
219857287 


udomonad 
219857285 
nce 
Desulf 


’ 


219857281 


udomonad 
219857280 


dales; 
219857279 


dales; 
219857278 


dales; 
219857271 


udomonad 
219857270 


dales; 
219857264 
e 


rio 


219857256 
2613469 26150 
Desulfov 
219857253 
2618180 26196 
yclaceae 
219857207 


seq 


tobacill 
219856888 


dales; 
219856885 


dales; 
219856882 
6S ribosomal RNA, partial sequence 2862729 28642 


udo: 


219846941 


se 
ia; 


219846872 


ce 
es; 


219846869 


ce 
lal 


219846868 


lal 


219846867 


uen 
ia; 


219846821 


intestinalis strain KMS2 16S ribosomal RNA, partial sequence 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


25565 


25611 


25702 


25794 


25809 


P 


25825 
P 


25841 
P 


25949 


25965 


P 


26057 
nales 


uence 
28534 
P 
28581 
P 
monad 
quenc 

Pseu 
30739 


Rhod 


30784 
es; D 


30800 
es; D 


ce 
Desu 


acea 


acea 


ovib 


ref |NR_024927.1 
40 2558055 Pseudo 
e; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
e; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024916.1 

2573428 257495 
De 


rionales; 


ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref |NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref |NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas 
ref|NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref |NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024701.1 


Pseudomonas migulae 


monas migulae Bacteria; 


as. 
Pseudomonas mosselii 


monas mosselii Bacteria; 


as. 
Pseudomonas jessenii 


monas jessenii Bacteria; 


as. 
Desulfovibrio 

7 Desulfovibrio 

sulfovibrionaceae; 


Pseudomonas cedrina 


monas cedrina Bacteria; 


as. 
Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


monas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


monas orientalis 


Pseudomonas. 
Pseudomonas mandelii 


monas mandelii Bacteria; 


as. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Dechloromonas agitata 
agitata Bacteria; 


Lactobacillus 
4 Lactobacillus 
llus. 

Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


aceae; Pseudomon 
ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 
3081609 308313 


lfurellales; Des 


as. 
Pseudomonas 

5 Pseudomonas 

udomonadaceae; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Desulfurella 
urella multipotens 

Desulfurella. 

Desulfurella 
urella propionica 

Desulfurella. 

Desulfurella 
4 Desulfurella 
ulfurellaceae; 


ref|NR_026413.1 


150676 315218 


w 


Desulfovibrio 
4 Desulfovibrio 


547768 Bacteria_16S 
strain DSM 11363 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
547768 Bacteria_16S 3243351 3243391 66 106 gi 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; 
Desulfovibrio. 
547768 Bacteria_16S 
strain DSM 10365 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

547768 Bacteria_16S 3530955 3530995 66 106 gi 
homopropionicum strain DSM 5847 16S ribosomal RNA, partia 
homopropionicum Bacteria; Firmicutes; Clostridia; 
547768 Bacteria_16S 3552550 3552590 66 106 

strain IndiB4 16S ribosomal RNA, partial sequence 


3178106 3178146 66 106 gi 


3287098 3287138 66 106 gi 


Clostridiales; 
gi 


219846803 
16S ribosomal RNA, partial sequence 3176631 31781 
seudomonadaceae; 
219846759 


Desulfovibrionales; 


219846730 
16S ribosomal RNA, partial sequence 3285670 32871 


219846542 
3551089 35526 


ref|NR_026395.1 


ref |NR_026351.1 
3241884 324339 


ref|NR_026322.1 


ref|NR_026148.1 
53100 
Clostridiaceae; 


ref |NR_026134.1 


Desu 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 
Pseudomonas. 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 
Clostridium. 
219846556 
1 sequence 3529546 3 


Clostridium 
6 Clostridium 
Clostridium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

547768 Bacteria_16S 3584329 3584369 66 106 gi|219846520|ref|NR_026112.1]| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 3589013 3589053 66 106 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

547768 Bacteria_16S 3628267 3628307 66 106 gi| 219846487 |ref|NR_026079.1| Neisseria gonorrhoeae 


strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

547768 Bacteria_16S 3629856 3629896 66 106 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

547768 Bacteria_16S 3711878 3711918 66 106 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 3720848 3720888 66 106 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 


strain 2585 16S ribosomal RNA, complete sequence 3719395 3720 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
547768 Bacteria_16S 3782031 3782071 66 106 gi 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782 


fever group. 


547768 Bacteria_16S 3810653 3810693 66 106 gi 


219846356 


9 


ref|NR_025967.1 
0 
Rickettsieae; 


ref |NR_025947.1 


01 Clostridium chauvoei Bacteria; 
Clostridium. 
219846376 


Rickettsia honei 


84 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


Rickettsia; spotted 


Pseudomonas flavescens 


strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

547768 Bacteria_16S 3876052 3876092 66 106 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

547768 Bacteria_16S 3880664 3880704 66 106 gi|219846309|ref|NR_025899.1| Caloramator fervidus 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880 


7 


15 Caloramator fervidus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

547768 Bacteria_16S 3893113 3893153 66 106 gi|219846300|ref|NR_025890.1]| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

547768 Bacteria_16S 3906865 3906905 66 106 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 


oryzihabitans Bacteria; 
Pseudomonas. 
547768 Bacteria_16S 3950184 3950209 21 46 gi 
strain 101 16S ribosomal RNA, partial sequence 3948831 3950 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
547768 Bacteria_16S 4101689 4101729 66 106 gi 
tainanensis strain S1 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; 
547768 Bacteria_16S 51376 51415 66 105 gi 


Proteobacteria; Gammaproteobacteria; 


4100 
Neis 


Pseudomonadales; 


219846259 


265679030 


Pse 
ref |NR_025849.1 
2 
Acidocel 
ref|NR_025742.1 
222 4101735 Chitin 
seriaceae; Chitin 
ref |NR_029338.1 


udomonadaceae; 


Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 
Acetobacteraceae; 
219846152 


la. 

Chitinibacter 
ibacter tainanensis 
ibacter. 
Desulfovibrio 


alaskensis strain 


All 16S ribosomal RNA, 


complete sequence 


Bacteria; 
547768 Bacteria_16S 
thermoacetoxidans 
thermoacetoxidans 
547768 Bacteria_16S 


Bacteria; 


54538 54570 15 
Firmicutes; 


182020 182059 66 


47 gi 


strain CAMZ 16S ribosomal RNA, partia 
Clostridia; 


105 gi 


Clo 


4990 


Proteobacteria; Deltaproteobacteria; Desulfovibrionale 


1 sequenc 
stridiale 


proteolyticum strain CG 16S ribosomal RNA, partial sequence 1805 


Bacteria; Firmicutes; 
547768 Bacteria_16S 


Clostridia; 
188245 188284 66 


Clostridiales; 


105 gi 


Clostr 


idiaceae; 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


i 51436 Desulfovibrio alaskensis 


265679028 


265678942 


265678938 


s; Desulfovibrion 
ref |NR_029336.1 

53088 54587 
Ss; Peptococcaceae 
ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 


e 


7 


aceae; Desulfovibrio. 
Desulfotomaculum 
Desulfotomaculum 

; Desulfotomaculum. 
Clostridium 

idium proteolyticum 


ref|NR_029246.1 
186799 188298 


Clostridium 
Clostridium 


547768 Bacteria_16S 


argentinense stra 
argentinense Bact 


547768 Bacteria_16S 


strain 166 16S ri 


strain E7107 16S 


strain Al 16S rib 
Proteobacteria; B 


547768 Bacteria_16S 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
547768 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


547768 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
547768 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


547768 Bacteria_16S 


strain SH22623 16 
Proteobacteria; A 


547768 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


547768 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


547768 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


547768 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


547768 Bacteria_16S 


strain CM243 16S 
Proteobacteria; A 


547768 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


547768 Bacteria_16S 


strain R-8904 16S 
Proteobacteria; A 


547768 Bacteria_16S 


strain vc 5 16S r 
Proteobacteria; A 


547768 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


547768 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


547768 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


547768 Bacteria_16S 


strain MCS 25 16S 
Proteobacteria; A 


208251 208290 66 105 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
261483 261527 1 45 gi 
bosomal RNA, partial sequence 


447549 447588 66 105 
ribosomal RNA, partial sequence 


gi 


759773 759812 66 

osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
794926 794970 1 45 gi 
B 16S ribosomal RNA, partial sequence 


105 gi 


825568 825659 1 89 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
909114 909153 57 96 gi 
S ribosomal RNA, partial sequence 
Sphingomonadales; 
970995 971034 66 105 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


1025978 1026022 1 45 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1033665 1033704 66 105 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1089581 1089620 66 106 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1478470 1478509 66 105 gi 


gi 


bacillales; Lactobacillaceae; Lactobac 
1613165 1613204 57 96 gi 
in LMG 22007 16S ribosomal RNA, partia 


eria; Proteobacteria; Alphaproteobacte 


1616195 1616234 57 96 

ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1641983 1642022 66 105 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


gi 


1712215 1712254 57 96 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1846121 1846160 57 96 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
1982925 1982964 66 105 gi 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 


547768 Bacteria_16S 


2108186 2108225 66 105 gi 


260171 26154 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
547768 Bacteria_16S 
446125 44760 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
547768 Bacteria_16S 
758305 75981 


824212 825662 Bosea 


907717 90916 


1024681 10260 


6S ribosomal RNA, partial sequence 1476987 14785 


1614821 16162 


1710844 17122 


1844748 18461 


1981436 19829 


eltaproteobacteria; Myxococcales; Sorangiineae; 
1984510 1984549 66 105 gi| 219878206 

n Sy t2 16S ribosomal RNA, partial sequence 

ria; Proteobacteria; Deltaproteobacteria; Myxoco 
1986094 1986133 66 105 gi| 219878205 

Cm al4 16S ribosomal RNA, partial sequence 

ia; Proteobacteria; Deltaproteobacteria; Myxococ 
2018240 2018279 57 96 gi| 219878184 


2016867 20182 


265678924 
al sequenc 
iales; Clo 
265678887 


biaceae; R 
265678757 


Acetobacte 
265678540 


eriaceae; 
265678516 
79361 
biaceae; R 
265678496 


sea. 
265678439 


Erythrobac 
265678397 
uence 
teria; Des 
265678361 


biaceae; R 
265678356 
sequence 
obacillace 
265678317 
ence 10881 
nadales; P 
219878440 


illus. 

219878468 
1 sequence 
ria; Rhodo 


219878466 


aulobacter 
219878449 
equence 

ria; Pseud 


219878400 


hodobacter 
219878305 


yphomonada 
219878207 


yphomonada 
219878115 


ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref|NR_029195.1 


hizo 
ref 


bium/Agrobac 
NR_029062.1 


race 
ref 


ae; Roseomon 
NR_028844.1 


Alysiella. 
ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028799.1 
vestrisii Bacte 


ref |NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028699.1 

969528 971049 
ulfovibrionales; 


ref|NR_028663.1 
hizobium/Agrobac 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 
ref|NR_025605.1 
aceae; Woodshole 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 
ref|NR_025539.1 


acea 
ref 


e; Loktanell 
NR_025444.1 
ceae; Maricauli 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 
1983024 198455 
ccales; Sorangii 


ref|NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref |NR_025323.1 


; Maricauli 
NR_025254.1 


ceae 
ref 


Clostridium 

Clostridium 
stridium. 

Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Bosea vestrisii strain 
ria; Proteobacteria; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Desulfovibrio 

Desulfovibrio 
Desulfovibrionaceae; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Lactobacillus 
0 Lactobacillus 
s. 
Pseudomonas 
monas psychrophila 
Pseudomonas. 
Lactobacillus spicheri 
spicheri Bacteria; 


Loktanella 
8 Loktanella 


obacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 

Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Ss. 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


eae; Polyangiaceae; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
s. 


Alkanindiges 


illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Alkanindiges. 


547768 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphapro 
547768 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphapro 
547768 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


547768 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


547768 Bacteria_16S 


strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


547768 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


547768 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


547768 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


547768 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


547768 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


547768 Bacteria_16S 


strain AN1 16S ri 
Proteobacteria; A 


547768 Bacteria_16S 


strain N2 16S rib 
Proteobacteria; A 


547768 Bacteria_16S 


strain Nl 16S rib 
Proteobacteria; A 


547768 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


547768 Bacteria_16S 


strain USDA 1844 
Proteobacteria; A 


547768 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


547768 Bacteria_16S 


strain OCh 254 16 
Proteobacteria; A 


547768 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


547768 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


547768 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


547768 Bacteria_16S 


2118836 2118875 57 96 
ribosomal RNA, partial sequence 
teobacteria; Sphingomonadales; 
2152054 2152098 1 45 gi 
ribosomal RNA, partial sequence 
teobacteria; Sphingomonadales; 
2153560 2153599 57 96 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


gi 


2159554 2159593 57 96 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


2245907 2245951 1 45 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


2303884 2303923 66 105 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2322211 2322250 66 105 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323763 2323802 66 105 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2397762 2397794 15 47 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


2458660 2458699 57 96 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


2568667 2568715 1 47 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
3108474 3108513 57 96 gi 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3109939 3109978 57 96 gi 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3135459 3135498 57 96 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3646576 3646620 1 45 gi 


gi 


lphaproteobacteria; Rhizobiales; Rhizo 
3886921 3886960 66 106 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


3900693 3900737 1 45 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3996039 3996078 57 96 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3997533 3997572 57 96 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


gi 


3999023 3999062 57 96 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


4001949 4001988 57 96 gi 


2117441 21188 


2150729 21521 


2567339 25687 


3107102 31085 


3108566 31099 


3134094 31355 


16S ribosomal RNA, partial sequence 3645244 36466 


3899350 39007 


3994645 39960 


219857656 


Erythrobac 
219857634 


Erythrobac 
219857633 
equence 

ria; Rhodo 


219857629 
partial s 
obacteria; 


219857569 
22445 
les; Rhizo 
219857528 
ence 23024 
nadales; 
219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857462 
uence 
iales; Clo 
219857411 
quence 
ia; Sphing 


219857289 


rhizobiace 
219846850 


hodobacter 
219846849 


hodobacter 
219846832 


hodobacter 
219846474 


biaceae; R 
219846305 
sequence 
cteria; De 


219846295 


hodobacter 
219846228 


Erythrobac 
219846227 
uence 

a; Sphingo: 


219846226 
quence 
ia; Sphing 


219846224 


Alter 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025223.1 
teraceae; Porphy 
ref|NR_025222.1 

2152193 215360 
bacterales; Rhod 


ref 
eque 
Rho 


NR_025218.1 
nce 215819 
dobacterales 


ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


ref|NR_025116.1 
04 2303932 Marino 
omonadaceae; 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
NR_025050.1 
2396386 239781 
stridiales Famil 


ref |NR_024999.1 

2457264 245870 
omonadales; Sphi 
ref |NR_024920.1 


Nitrobacter 
NR_026442.1 


ae; 
ref 


acea 
ref 


e; Rhodovulu 
NR_026441.1 


acea 
ref 


e; Rhodovulu 
NR_026424.1 


acea 
ref 


e; Paracoccu 
NR_026066.1 


hizobium/Agrobac 
ref|NR_025895.1 

3885428 388697 
sulfuromonadales 
ref|NR_025885.1 
aceae; Roseibium 
ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025817.1 

3996136 399757 
monadales; Eryth 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


ref|NR_025814.1 


flavimaris strain SW-151 16S ribosomal RNA, partial sequence 


flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


Sphingo 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Albidovulum 

1 Albidovulum 

obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


, 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 
Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Sphingopyxis 
6 Sphingopyxis 


ngomonadaceae; 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Geobacter 

3 Geobacter 

Geobacteraceae; 


’ 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


4000552 400199 
monadales; Sphin 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


547768 Bacteria_16S 
aquimaris strain 
Bacteria; 
547768 Bacteria_16S 


4036904 4036943 57 


4077492 4077528 11 


96 


47 


gi 


gi 


219846199 


SW-110 16S ribosomal RNA, partial sequence 40355 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


219846168 


ref|NR_025789.1 


ref|NR_025758.1 


strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella austr 


Firmicutes; 
Mahella. 
547768 Bacteria_16S 


Clostridia; 


4170611 4170650 66 


Thermoanaerobacterales; 


105 


Thermoanaerobacterales Family IV. 


gi 


219846100 


ref|NR_025690.1 


strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 


547768 Bacteria_16S 


thermobenzoicum subsp. thermosyntrophicum strain TPO 16 


4231326 4231358 15 


47 


gi 


219846048 


eromonadaceae; 


ref|NR_025638.1 


S ribosomal RNA, partial sequence 


Erythrobacter 


07 4036950 Erythrobacter aquimaris 
Erythrobacteraceae; 


Erythrobacter. 
Mahella australiensis 
aliensis Bacteria; 
Incertae Sedis; 


Marinobacter excellens 
excellens Bacteria; 


Marinobacter. 


Desulfotomaculum 
4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 
547768 Bacteria_16S 


Peptococcaceae; 


198886 198924 68 


Desulfotomaculum. 


106 


gi 


265678931 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 


chartatabidum Bacteria; 


547768 Bacteria_16S 
strain 124-2 16S 
Firmicutes; 
547768 Bacteria_16S 
strain AS130 16S 


547768 Bacteria_16S 


Lactobacillales; 


Firmicutes; 
345390 345420 66 


355616 355647 1 


372006 372049 1 


Clostridia; 


97 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


32 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


44 


Clostridiales; 


gi 


343905 345423 Lactobacillus 
Lactobacillus. 


gi 


354284 355690 Rhodoplanes e 


265678828 


265678820 


ref|NR_029239.1 


ref 


NR_029133.1 


ref |NR_029125.1 


197405 198934 
Clostridiaceae; Clostridium. 


Clostridium 
Clostridium 


Lactobacillus pentosus 
pentosus Bacteria; 


Rhodoplanes elegans 
legans Bacteria; 


Hyphomicrobiaceae; Rhodoplanes. 
gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
370665 372098 Pseudovibrio 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Pseudovibrio. 
547768 Bacteria_16S 
strain SCII24 16S 


547768 Bacteria_16S 
naphthalenovorans 
naphthalenovorans 
547768 Bacteria_16S 
strain IMT37 16S 


547768 Bacteria_16S 


34614 16S ribosomal RNA, partial sequence 


Bacteria; 


678860 678903 1 
798099 798126 66 
Firmicutes; 


822515 822553 66 


827070 827113 1 


44 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


93 


104 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


44 


825713 827158 Bosea 


gi 


gi 


strain PR-Nl 16S ribosomal RNA, parti 
Bacillales; 


gi 


821061 82256 
seudomonadaceae; 


gi 


Pae 


265678597 


677507 678904 Ochrobactrum 


265678514 


265678498 


265678495 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


547768 Bacteria_16S 
strain USDA 9030 


1504035 1504078 1 


44 


gi 


219846475 


16S ribosomal RNA, partial sequence 1502684 15041 


Rhodobacterales; 


ref|NR_028902.1 


ref |NR_028817.1 


al sequence 796606 798156 
nibacillaceae; 


Rhodobacteraceae; 


Ochrobactrum tritici 


tritici Bacteria; 


Paenibacillus 
Paenibacillus 


Paenibacillus. 


ref|NR_028801.1| Pseudomonas indica 

9 Pseudomonas indica Bacteria; 
Pseudomonas. 

ref|NR_028798.1| Bosea eneae strain 

eneae Bacteria; Proteobacteria; 

ref|NR_026067.1| Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


547768 Bacteria_16S 
strain 63287 16S 


547768 Bacteria_16S 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


Firmicutes; 
547768 Bacteria_16S 


strain UPM-Ca7 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


547768 Bacteria_16S 


asaccharolytica strain Y-345 16S ribosomal RNA, partial 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 
547768 Bacteria_16S 
strain HQgoel 16S 


547768 Bacteria_16S 


Clostridia; 


2300800 2300843 1 
3529460 3529494 66 
Clostridiales; 


3801487 3801530 1 


68099 68128 66 


113534 113563 66 


115133 115162 66 


44 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


101 


44 


96 


96 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


96 


strain DM-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; 


547768 Bacteria_16S 


373575 373604 66 


96 


gi 


2299447 23008 


gi 


gi 


gi 


gi 


gi 


113641 11518 
Syntrophobacterales; 


gi 


219857530 


265678987 


112043 11359 
Syntrophobacterales; 


265678986 


265678806 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 
547768 Bacteria_16S 


385816 385845 66 


96 


strain OK2 16S ribosomal RNA, partial sequence 


547768 Bacteria_16S 


446020 446049 66 


96 


gi 


384340 38587 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


gi 


265678798 


265678758 


rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


Sphingomonadales; 


Syntrophaceae; 


Syntrophaceae; 


seudomonadaceae; 


ref|NR_025118.1 


ref |NR_029295.1 


ref 


NR_029294.1 


ref |NR_029111.1 
372149 373610 


ref|NR_029103.1 


ref|NR_029063.1 
444544 446074 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Bosea. 
219846557|ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 

Clostridium. 

219846362|ref|NR_025953.1| Mesorhizobium ciceri 

3800153 3801575 Mesorhizobium ciceri Bacteria; 

obacteriaceae; Mesorhizobium. 
265679019|ref|NR_029327.1| Sphingomonas 
sequence 66694 68135 Sphingomonas 


Sphingomonadaceae; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 
Syntrophus. 


Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 
Syntrophus. 


Sphingomonas 
Sphingomonas 


Sphingomonadales; Sphingomonadaceae; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 
Pseudomonas. 


Pseudomonas 
Pseudomonas 


547768 Bacteria_16S 


strain AU476 16S 


Bacteria; 


strain P 513/19 1 
Proteobacteria; 


strain P 527/13 1 
Proteobacteria; 


strain P 538/23 1 
Proteobacteria; 


albertensis Bacte 
Acidithiobacillus 


547768 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


547768 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


547768 Bacteria_16S 


geysericola strai 
geysericola Bacte 


547768 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
547768 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


547768 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


547768 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; 


strain CFBP 2341 


Proteobacteria; G 


547768 Bacteria_16S 


strain TOl1 16S ri 
Proteobacteria; G 


547768 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


547768 Bacteria_16S 


strain NF23 16S r 
Proteobacteria; G 


547768 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


547768 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
547768 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


547768 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


547768 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 


G 
547768 Bacteria_16S 


G 
547768 Bacteria_16S 


G 
547768 Bacteria_16S 
albertensis strai 


G 
547768 Bacteria_16S 


465774 465824 1 49 
ribosomal RNA, partial sequence 


gi 


528642 528671 66 96 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
556114 556143 66 96 gi 


ammaproteobacteria; Pseudomonadales; P 
557656 557685 66 96 gi 


ammaproteobacteria; Pseudomonadales; P 
559200 559229 66 96 gi 


ammaproteobacteria; Pseudomonadales; P 
563822 563851 66 96 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


895234 895263 66 96 gi 
etaproteobacteria; Burkholderiales; Bu 
896769 896798 66 96 gi 


etaproteobacteria; Burkholderiales; Bu 
978500 978534 11 45 gi 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 
1078934 1078963 66 96 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1175862 1175891 66 96 gi 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1408437 1408466 66 96 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1484617 1484646 66 96 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1695425 1695454 66 96 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
1696969 1696998 66 96 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1722967 1722996 66 96 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1724508 1724537 66 96 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1785046 1785075 66 96 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1956980 1957009 66 96 gi 
ibosomal RNA, partial sequence 
Sphingomonadales; 

1979822 1979851 66 96 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2013816 2013857 55 96 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2016780 2016809 66 96 gi 
16S ribosomal RNA, partial sequence 

Sphingomonadales; 


547768 Bacteria_16S 


strain T9 16S rib 


2086971 2087000 66 96 gi 
osomal RNA, partial sequence 


464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
547768 Bacteria_16S 
aerosaccus strain 
Proteob 
547768 Bacteria_16S 
6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


16S ribosomal RNA, partial sequence 893783 89526 


16S ribosomal RNA, partial sequence 895318 89680 


1174405 11758 


1483159 14846 


16S ribosomal RNA, partial sequence 1693968 16954 


1695512 16970 


1721510 17230 


1723051 17245 


1955571 19570 


265678741 


Rhodospiri 
265678700 
52719 
nadales; 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


ia; Acidit 
265678448 


rkholderia 
265678447 


rkholderia 
265678392 
uence 
erpetosiph 
265678324 
10775 
Sphingomon 
228718578 


a. 

219846657 
artial seq 
acteria; S 


219857506 


Halomonad 
219878411 


seudomonad 
219878410 


seudomonad 
219878393 


oraxellace 
219878392 


oraxellace 
219878347 
17835 
Halomonad 
219878224 


Sphingomon 
219878209 
19783 
acterales; 
219878187 
al sequenc 
ria; Rhodo 
219878185 
20153 
Sphingomon 
219878132 


Morax 


ref |NR_029046.1 
llaceae; Inquili 
ref|NR_029005.1 
2 528675 Enhydr 
ellaceae; En 
ref |NR_028987.1 
acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


hiobacillales; 


ref|NR_028750.1 


; Pandoraea 
NR_028749.1 


ceae 
ref 


ceae; Pandoraea 
ref|NR_028694.1 

977181 978580 
onaceae; Herpeto 
ref|NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_027574.1 


ref 
uenc 
phin 


NR_026249.1 
e 140703 
gomonadales; 


ref |NR_025094.1 


acea 
ref 


e; Kushneri 
NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


aceae; Pseudomon 
ref |NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomona 
ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 


Ss. 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Enhydrobacter 

obacter aerosaccus 

hydrobacter. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


seudomonadaceae; Pseudomonas. 
265678677|ref|NR_028982.1| Acidithiobacillus 
sequence 562358 563851 Acidithiobacillus 


Acidithiobacillaceae; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Herpetosiphon 

Herpetosiphon 
siphon. 

Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
a. 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Psychrobacter 
luti Bacteria; 
aan 
Psychrobacter 
fozii Bacteria; 
r. 

Halomonas muralis 
nas muralis Bacteria; 


luti 


fozii 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 

Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Hyphomonas 

4 Hyphomonas 

omonadaceae; Hyphomonas. 

Caulobacter leidyia 

acter leidyia Bacteria; 


ref|NR_025271.1 


Alcanivorax jadensis 


2085504 2087002 Alcanivorax jadensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


547768 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


547768 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


547768 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


547768 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
547768 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
547768 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


547768 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


547768 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


547768 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


547768 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


547768 Bacteria_16S 


strain IFO 10550 
Proteobacteria; A 


547768 Bacteria_16S 


strain IFO 15498 
Proteobacteria; A 


547768 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


547768 Bacteria_16S 


strain LMG 2142 1 
Proteobacteria; A 


547768 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


547768 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


547768 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


547768 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


547768 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


547768 Bacteria_16S 


strain BN 126 16S 
Proteobacteria; A 


547768 Bacteria_16S 


strain SW-154 16S 
Proteobacteria; G 


2176367 2176396 66 96 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
2235411 2235440 66 96 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


gi 
or 


s 
ia 


2391799 2391828 66 96 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2460161 2460190 66 96 gi 
ribosomal RNA, partial sequence 


gi 


H 


Sphingomonadales; 
2461653 2461682 66 96 gi 
ribosomal RNA, partial sequence 


Sp 


Sphingomonadales; 
2716024 2716053 66 96 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


Sp 


ue 
ri 


2816715 2816744 66 96 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


eq 


2975393 2975422 66 96 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3054453 3054482 66 96 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3055999 3056028 66 96 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


gi 


se 


er 


L 
er 
3209975 3210004 66 


96 gi 


lphaproteobacteria; Sphingomonadales; 


3211467 3211496 66 96 gi 


Sp 


lphaproteobacteria; Sphingomonadales; 
3244911 3244940 66 96 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 


rio. 


Sp 


i 
ct 
3262825 3262865 66 


106 gi 


lphaproteobacteria; Sphingomonadales; 

3314504 3314533 66 96 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


Sp 


eq 
ri 


3320603 3320632 66 96 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


eq 
ct 


3354047 3354076 66 96 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3836500 3836529 66 96 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3838030 3838059 66 96 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3941397 3941447 1 49 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
4018545 4018574 66 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 


gi 


H 


H 


H 


bi 


547768 Bacteria_16S 


Las 


219857616 
2174910 21764 
axellace 
219857576 
equence 
Pseudo: 


v 


219857466 
2390343 23918 
alomonad 
219857410 
2458757 24601 
hingomon 
219857409 
2460248 24616 
hingomon 
219857178 


nce 
a; 


219856913 


uence 


’ 


219846940 
2973936 29754 
udomonad 
219846886 
3052993 30544 
iaceae; 

219846885 
sequence 
Rhod 


ia; 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
hingomon 
219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
hingomon 
219846758 
sequence 


eria; 


219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
hingomon 
219846711 


uence 
a; 


219846706 


uence 
eria; 


219846682 
3352589 33540 
alomonad 
219846338 
3835060 38365 
alomonad 
219846337 
3836584 38380 
alomonad 
219846265 
3940082 39414 


aceae; 


219846211 
4017086 40185 


4020091 4020120 66 96 gi 


219846210 


daepoensis strain SW-156 16S ribosomal RNA, partial sequence 


Pseudomon 


Pseudo: 


Desul 


ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025164.1 

2233956 223544 
monadales; 
ref|NR_025054.1 
aceae; Halomonas 
ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref|NR_024806.1 

2714566 271605 
adales; Mora 


ref|NR_024734.1 

2815260 281674 
monadales; Pseud 
ref|NR_026532.1 


acea 
ref 


e; Pseudomon 
NR_026478.1 


Formivibrio. 
ref|NR_026477.1 

3054533 305602 
ocyclales; Rhodo 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 


adaceae; Sphingo: 
ref|NR_026350.1 

3243444 324494 
Desulfovibrionales 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref|NR_026303.1 

3313036 331453 
fovibrionales; D 


ref|NR_026298.1 
3319157 332063 


eanospirillales; 


Oc 
ref|NR_026274.1 


acea 
ref 


e; Halomonas 
NR_025928.1 


acea 
ref 


e; Halomona 
NR_025927.1 


acea 
ref 


e; Halomona 
NR_025855.1 


Afife 
ref 


lla. 
NR_025801.1 


Pseud 


Psychrobacter jeotgali 
jeotgali Bacteria; 
r. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Psychrobacter 

7 Psychrobacter 

xellaceae; 


Pseudomonas 
8 Pseudomonas 


omonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


03 Sphingomonas pruni Bacteria; 


monas. 
Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


’ 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Halomonas 
3 Halomonas 


Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
s. 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
Ss. 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


ref|NR_025800.1 
4018632 402012 


Marinobacter 
7 Marinobacter 


daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 
547768 Bacteria_ 


flavimaris strain 
flavimaris Bacter 


Marinobacter. 
547768 Bacteria_ 


alimentarius stra 
alimentarius Bact 


Psychrobacter. 
547768 Bacteria_ 


amylolyticus stra 
amylolyticus Bact 


547768 Bacteria_ 


ferrireducens str 
ferrireducens Bac 


547768 Bacteria_ 


strain Illinois 1 


547768 Bacteria_ 


delbrueckii subsp. 


16S 4021636 4021665 66 96 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


2 


16S 4023180 4023209 66 96 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


2 


16S 30258 30298 66 106 gi 
in LA 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Lactobacillales; Lac 
16S 93480 93517 10 47 gi 
ain PAL-1 16S ribosomal RNA, complete 
teria; Deferribacteres; Deferribactera 


16S 307083 307123 66 106 gi 


16S 381219 381247 66 95 gi 


indicus strain NCC725 16S ribosomal 


uence 


a; Alteromonad 


equence 
ria; 


265679044 
uence 
tobacillac 
265679001 
sequence 
les; 
265678856 
6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 
265678801 
RNA, parti 


19846209|ref 


19846208 |ref 
Pseudomon 


ref 


eae; 
ref 


riba 
ref 


Defer 


ae; 
ref 
als 


4020178 40216 


4021723 40232 


28769 


92051 


7 Neorickettsia 


NR_025799.1 
7 
ales; Alter 
NR_025798.1 
1 
adales; Mor 
NR_029352.1 
30312 
Lactobacill 
NR_029309.1 
93594 
cteraceae; 
NR_029162.1 


Neorickettsi 
NR_029106.1 
equence 


fo} 


a 


G 


Marinobacter 
2 Marinobacter 
monadaceae; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Lactobacillus 
Lactobacillus 

us. 

Geovibrio 
Geovibrio 
eovibrio. 
Neorickettsia risticii 
risticii Bacteria; 
a. 

Lactobacillus 
379741 381255 


Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 
Lactobacillus. 
547768 Bacteria_16S 641001 641029 66 95 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
547768 Bacteria_16S 717916 717948 66 99 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
547768 Bacteria_16S 765834 765855 26 47 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
547768 Bacteria_16S 1165172 1165193 26 47 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
547768 Bacteria_16S 1510172 1510200 66 95 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
547768 Bacteria_16S 1526753 1526781 66 95 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
547768 Bacteria_16S 1973542 1973570 66 95 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

547768 Bacteria_16S 2255156 2255193 10 47 gi|219857563|ref|NR_025151.1 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporan 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 
Sporanaerobacter. 

547768 Bacteria_16S 2531185 2531213 66 95 gi| 219857357 |ref|NR_024945.1 


strain DSM 12272 
Firmicutes; 


frigidicarnis Bac 


547768 Bacteria_16S 
haemolyticum stra 
haemolyticum Bact 
547768 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


547768 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


547768 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


547768 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


547768 Bacteria_16S 


strain OP 16S rib 


Clost 
547768 Bacteria_16S 
frigidicarnis str 


ridia; Clostridiales; Clostridiaceae; Cl 
2570218 2570246 66 95 gi 
ain SPL77A 16S ribosomal RNA, partial 

teria; Firmicutes; Clostridia; Clostri 
2794095 2794123 66 95 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3036135 3036163 66 95 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3037658 3037686 66 95 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3241801 3241829 66 95 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3265865 3265893 66 95 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


di 


s 


ia 


cl 


s 


ia 


Th 


cL 


16S ribosomal RNA, partial sequence 2529733 25312 


219857288 
se 


219857121 
219846899 
3034695 30361 
219846898 
219846760 
3240430 32418 


219846744 
3264433 32658 


ostridium. 
ref 
quence 
ales; Clostr 
ref 
equence 
les; Clostri 
ref 
ostridium. 
ref 
equence 
les; Clostri 


ref 


ermobrac 
ref 


ostridium. 


2568768 25702 
2792664 27941 


diaceae; 


3036217 30376 
diaceae; 


NR_024919.1 
4 
idiaceae; Cl 
NR_024749.1 
2 
Clo 
NR_026491.1 


NR_026490.1 
8 
Clo 
NR_026352.1 


NR_026336.1 


3942884 3942905 23 44 gi 
osomal RNA, partial sequence 


219846264 
3941522 3942934 Acidiphilium rubrum Bacteria; 


ref 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Clostridium 

8 Clostridium 

ostridium. 

Clostridium 

8 Clostridium 

stridium. 

Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 

6 Clostridium 

stridium. 
Thermobrachium celere 


33 Thermobrachium celere Bacteria; 
hium. 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


NR_025854.1 


Acidiphilium rubrum 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


547768 Bacteria_ 
strain PW2 16S ri 


Proteobacteria; 


547768 Bacteria_ 
strain KLB 16S ri 


Proteobacteria; 


547768 Bacteria_ 
longreachensis st 
longreachensis Ba 


Desulfovibrio. 


547768 Bacteria_ 


strain SH 106 16 
Planctomycetes; 


547768 Bacteria_ 
limnophilus strai 
limnophilus Bacte 


Planctomyces. 


547768 Bacteria_ 


strain W 1471 16 
Firmicutes; Clos 


547768 Bacteria_ 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 89373 


Proteobacteria; 


547768 Archaea_16S 


thermophilus M 1 
Archaea; Euryarc 


547768 Archaea_16S 
solfataricus str 


solfataricus Arc 


547768 Archaea_16S 
strain 7 16S rib 
Su 
547768 Archaea_16S 


Thermoprotei; 


thermoflexus IDZ 
Archaea; Euryarc 


547768 Archaea_16S 


subterraneum A8p 
Archaea; Euryarc 


547768 Archaea_16S 


thermautotrophic 
thermautotrophic 
Methanothermobac 


547768 Archaea_16S 


congolense C 16S 


Euryarchaeota; M 
547768 Archaea_16S 


strain PL-19 16S 


Crenarchaeota; T 


547768 Archaea_16S 


liminatans GKZPZ 


Euryarchaeota; M 
547768 Archaea_16S 


palmolei DSM 427 
Archaea; Euryarc 


555880 Bacteria_ 


saalensis strain 
Bacteria; Firmic 
Sedimentibacter. 


555880 Bacteria_ 


Bacteria; Proteo 


555880 Bacteria_ 


brisbanense stra 
brisbanense Bact 
Mycobacteriaceae 


555880 Bacteria_ 


frederiksbergens 
frederiksbergens 
Mycobacteriaceae 


16S 3945802 3945827 21 46 
bosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 3948730 3948751 23 44 gi 
bosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 11868 11896 79 106 gi 
rain 16910a 16S ribosomal RNA, complet 
cteria; Proteobacteria; Deltaproteobac 


gi 


16S 217511 217539 79 106 

S ribosomal RNA, partial sequence 
Planctomycetacia; Planctomycetales; Pla 
16S 219089 219117 79 106 gi 
n Mu 290 16S ribosomal RNA, complete s 


ria; Planctomycetes; Planctomycetacia; 


gi 


16S 282708 282732 66 90 
S ribosomal RNA, partial sequence 
tridia; Clostridiales; Eubacteriaceae; 


16S 893699 893728 66 96 gi 


gi 


3944448 39458 


3947368 39487 


216053 21755 


281272 28276 


219846262 


Acetobacte 
219846260 


Acetobacte 
265679056 
e sequence 
teria; Des 


265678918 
nctomyceta 
265678917 
equence 
Planctomy 
265678872 


Eubacteriu 
265678449 


ref|NR_025852.1| Acidocella facilis 
54 Acidocella facilis Bacteria; 
raceae; Acidocella. 
ref|NR_025850.1| Acidiphilium angustum 
80 Acidiphilium angustum Bacteria; 
raceae; Acidiphilium. 
ref |NR_029364.1| Desulfovibrio 

10342 11910 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 


, 


ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 

ref|NR_029225.1] Planctomyces 

17606 219133 Planctomyces 

cetales; Planctomycetaceae; 


Ny 


ref|NR_029178.1| Eubacterium infirmum 
7 Eubacterium infirmum Bacteria; 
m. 
ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 


Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

65074 65109 70 106 gi|254971332|ref|NR_028250.1| Methanothermobacter 
6S ribosomal RNA, partial sequence 63680 65111 Methanothermobacter thermophilus 
haeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 

10330 10366 70 106 gi| 265678822 |ref|NR_029127.1| Sulfolobus 
ain IFO 15331 16S ribosomal RNA, partial sequence 8883 10377 Sulfolobus 
haea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

39680 39716 70 106 gi| 265678307 |ref|NR_028609.1| Sulfolobus tokodaii 
osomal RNA, partial sequence 38233 39727 Sulfolobus tokodaii Archaea; Crenarchaeota; 
lfolobales; Sulfolobaceae; Sulfolobus. 

66573 66609 70 106 gi|254971331|ref|NR_028249.1| Methanothermobacter 
16S ribosomal RNA, partial sequence 65162 66615 Methanothermobacter thermoflexus 
haeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 

69554 69590 70 106 gi|254971329|ref|NR_028247.1| Methanobacterium 

16S ribosomal RNA, partial sequence 68161 69596 Methanobacterium subterraneum 
haeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

77104 77140 70 106 gi|254971323|ref|NR_028241.1| Methanothermobacter 
us Marburg 16S ribosomal RNA, partial sequence 75671 77152 Methanothermobacter 
us Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; 
ter. 

162681 162717 70 106 gi|254971257|ref|NR_028175.1| Methanobacterium 

ribosomal RNA, partial sequence 161275 162727 Methanobacterium congolense Archaea; 
ethanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

211790 211826 70 106 gi| 219846343 |ref|NR_025933.1| Pyrodictium occultum 

ribosomal RNA, complete sequence 210342 211838 Pyrodictium occultum Archaea; 
hermoprotei; Desulfurococcales; Pyrodictiaceae; Pyrodictium. 

59241 59272 66 98 gi|254971336|ref|NR_028254.1| Methanofollis 

16S ribosomal RNA, partial sequence 57845 59274  Methanofollis liminatans Archaea; 
ethanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanofollis. 

60721 60752 66 98 gi|254971335|ref|NR_028253.1| Methanoculleus 
3 16S ribosomal RNA, partial sequence 59325 60755 Methanoculleus palmolei 
haeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 
16S 1768179 1768084 1 96 gi|219878359|ref|NR_025498.1| Sedimentibacter 

ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 

utes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 

16S 3693548 3693453 1 96 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 

bacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 

16S 479203 479108 1 96 gi|265678732|ref|NR_029037.1| Mycobacterium 

in W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

; Mycobacterium. 

16S 1235967 1235872 1 96 gi|219878254|ref|NR_025393.1| Mycobacterium 

e strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 

e Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

; Mycobacterium. 

16S 1561142 1561047 1 96 gi| 219846147 |ref|NR_025737.1| Mycobacterium 


555880 Bacteria_ 


canariasense strain 502329 16S ribosomal RNA, partial sequence 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae 


; Mycobacterium. 


1560055 1561487 Mycobacterium 


GTTGGCGGGGTAACGGCCCGCCAAGCCGAAGATCCGTACGGGCCATGAGAGTGGGAGCCCGGAGATGGACCCTGAGACAAGGGTCCAGGCCCTACGGGGCGCACC 
AGGCGCGAAACCTCCGCAATGCGGGAAACCGCGACGGGGTCAGCCGGAGTGCCCGCGCATCGCSSTGTCGGGGTGCCTAAAAAGCACCCCACAGCAAGGGCCGGG 
CAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGCGGCCACTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCTGGTAAGTCCCCCGGGAAATC 
TGGCGGCTTAACCGTCAGAATTCCGGGGGATACTGCCAGCCTAGGGACCGGGAGAGGCCGGGGGAATTCCCGGGGTAGGGGTGAAATCCTATAATCCCGGGAGGA 
CCACCTGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACGAT 
GCGGGCTAGGTGTCGGGCCAGCTACGAGCTGGCCCGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATT 
GGCGGGGGAGCACGACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGAAGCTTACCGGGGGAGACARCTCGATGAAGGTCGGGCTGAAGACCCTAC 
CAGAGTAGCTGAGAGGTGGTGCATGGCCGCCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCGCGCCCCCAGTTGCCAGCGGGTC 
TTCGGGGATGCCGGGCACACTGGGGGGACTGCCGGCGCTAAGCCGGAGGAAGGTGCGGGCAACGGCAGGTCCGTATGCCCCGAATCCCCCGGGCTACACGCGGGC 
TACAATGGCCGGGACAATGGGTACCGACCCCGAAAGGGGGAGGTAATCCCCTAAACCCGGCCCCACCTGGGATCGAGGGCTGCAACTCGCCCTCGTGAACCTGGA 
ATCCGTAGTAATCGCGCCTCAAAATGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAGTGGGCCAGGGGCGAGGCCCGCTCCT 
AAGGGGCGGGTCGAGCCCAGGGTCCGCGAGGGGGGCGAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGCCCGGGANCGGCGCACGGCTCAGTAACACGTGCCCAACCTACCCTCGGGAGGGGGACACCCCCGGGAAACT 
GGGGCCAATCCCCCATAGGGGAAGGGCGCTGGAAGGCCCCTTCCCCAAAAGGGACCGCGGCCGATCCGCCGCAGTCCGCCCGAGGATGGGGGCACGGCCCATCAG 
GTAGTTGGCGGGTTAAAGGCCCGCCAAGCCGAAGACGGGTAGGGGCGGTGAGAGCCGCGAGCCCCGAGATCGGCACTGAGACAAGGGCCGAGGCCCTACGGGGTG 
CAGCAGGCGCGAATACTCCGCAATGCGGGCAACCGCGACGGGGCTACCCCGAGTGCCGGGCGAAGAGCCCGGCTTTTGCCCGGTCTAAAACGCCGGGAGAATAAG 
TGGGGGGCAAGTCTGGTGTCAGCCGCCGCGGTAATACCAGCCCCACGAGTGGTCGGGGTGTTTACTGGGCTTAAAGCGCCCGTAGCCGGCCCGGCAAGTCGCTCC 
TGAAATCCCCGGGCCCAACCCGGGGGCGGGGGGCGATACTGCCGGGCTAGGGGGCGGGAGAGGCCGCCGGTACTCCGGGGGTAGGGGCGAAATCCGTTAATCCCC 
GGAGGACCACCAGTGGCGAAAGCGGGCGGCCAGAACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGGAGCAAAGGGGATTAGATACCCCTGTAGTCCCGGCCGTA 
AACGATGCGGGCTAGCTGTCGGCTGGGCTTAGGGCCCGGCCGGTGGCGAAGGGAAACCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAA 
GGAATTGGCGGGGGGGCACCACAAGGGGTGAAGCTTGCGGCTTAATTGGAGTCAACGCCGGAAACCTCACCCGGGGCGACAGCAGGATGAAGGCCAGGCTAACGA 
CCTTGCCGGACGAGCTGAGAGGAGGTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTCCGGTTAAGTCCGGCAACGAGCGAGACCCCCGCCCCTAGTTGCTTA 
CCCCGTCCTACGGGACGGGGGGCACACTAGGGGGACTGCCGGCGTAAGCCGGAGGAAGGAGGGGGCCACGGCAGGTCAGTATGCCCCGAAACCCCGGGGCTGCAC 
GCGAGCTGCAATGGCGGGGACAGCGGGAACCGACCCCGAAAGGGGGAGGCAATCCCGTAAACCCCGCCCCAGTAGGGATCGAGGGCTGCAACTCGCCCTCGTGAA 
CGTGGAATCCCTAGTAACCGCGTGTCACCAACGCGCGGTGAATACGTCCCTGCCCCTTGCACACACCGCCCGTCGCACCACCCGAGGGAGCTCCCTGCGAGGCCC 
CTTGCCGAAAGGTGGGGGGACGAGCAGGGGGCTCCCAAGGGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACCGCTAT 
CGGGGTAAGGCTAAGCCATGGGAGTCGAACGCCCGCCGCCGCGGGCGTGGCGGACGGCTGAGTAACACGTGGCTAACCTACCCTCGGGAGGGGGATAACACCGGG 
AAACTGGTGCTAATCCCCCATAGGGGCGGTGGCCTGGAAGGGTACCGCCCCGAAAGGGCCTGGGGGGAACGCCCCAGGTCCGCCCGAGGATGGGGCTGCGCCCTA 
TCAGGTAGTTGGCGGGGTAATGGCCCGCCAAGCCTAAGACGGGTAGGGGCCGTGGGAGCGGGAGCCCCCAGATGGGCACTGAGACAAGGGCCCAGGCCCTACGGG 
GCGCACCAGGCGCGAAAACTCCGCAATGCGGGCAACCGTGACGGGGTTACCCCGAGTGCCCCCGTTTGGGGGCTTTTCCCCGCTGTAAACAGGCGGGGGTAATAA 
GCGGGGGGCAAGTCTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAGTGGTCGGGACGATTATTGGGCCTAAAGCGCCCGTAGCCGGCCTGGTAGGTCCCCT 
CCTAAAGCCCGGGGCTCAACCCCGGGCCTGGAGGGGAAACCACCAGGCTAGGGGGCGGGAGAGGCCGAGGGTACTCCCGGGGTAGGGGCGAAATCCGATAATCCC 
GGGAGGACCGCCAGTGGCGAAGGCGCTCGGCTGGAACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCCGGCTGT 
AAACGATGCGGGCTAGGTGTTGGGCGGGCTTGGAGCCCGCCCAGTGCCGCAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAA 
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96 gi|219846560|ref|NR_026152.1 
3523483 352488 
les; Pseudonocar 
96 gi| 219846508 |ref|NR_026100.1 


96 


96 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; 
555880 Bacteria_16S 
alaskensis strain 


96 


complete sequence 


96 


bosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 


96 


96 


96 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
555880 Bacteria_16S 


96 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
555880 Bacteria_16S 


96 


96 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
555880 Bacteria_16S 


96 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
555880 Bacteria_16S 


96 


96 


96 


96 


complete sequence 


gi 


ain RB-1 16S ribosomal RNA, partial sequence 


e 
ia; Proteobacteria; Gammaproteobacteria; 


CIB 12823 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


rain DSM 5628 16S ribosomal RNA, partial 


Clostridia; Clostridiales; 


gi 


SDBY1 16S ribosomal RNA, partial sequence 37729 
acteria; Deltaproteobacteria; Desulfuromonadales 


gi 


4044490 40459 


gi 


gi 


59080 


gi 


60630 


gi 


train S 1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


122905 12429 


gi 


195893 19735 


gi 


somal RNA, partial sequence 349928 351312 Parac 
Rhodobacteraceae; 


gi 


384340 38587 


gi 


470446 47199 


gi 


6S ribosomal RNA, partial sequence 554659 55615 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


6S ribosomal RNA, partial sequence 556201 55769 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
555880 Bacteria_16S 


gi 


6S ribosomal RNA, partial sequence 557743 55923 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


265678967 


265678520 


265678472 


219878255 


219846721 


sequenc 
c 
219846382 


219846190 


265679030 


49907 


265679024 
60579 


265679023 
62129 


265679011 


Ps 


265678980 


265678932 


265678824 


Paracoccu 


265678798 


265678737 


265678682 


265678681 


265678680 


; Geobacteraceae; 


ref|NR_029275.1 
1 Desulfuromusa 
Des 
ref|NR_028824.1 
2 Methylophaga 


ref|NR_028775.1 


ref|NR_025394.1 
21 Ureibacillus 


NR_026313.1 
3299393 330087 


e 3598328 359982 
lostridiaceae; C 
ref |NR_025973.1 
41 3774411 Desulf 
ref|NR_025780.1 
Alteromon 
ref |NR_029338.1 

51436 Desulf 
; Desulfovibrion 
ref |NR_029332.1 


aceae; Xanthomon 
ref|NR_029331.1 


aceae; Xanthomon 
ref|NR_029319.1 

78587 79994 
eudomonadales; P 
ref|NR_029288.1 
8 Cellulomonas 
; Cellulomonadac 
ref|NR_029240.1 


aceae; Methylomi 
ref|NR_029129.1 
occus kocurii Ba 
Ss. 

ref |NR_029103.1 
aceae; Pseudomon 
ref |NR_029042.1 


aceae; Pseudomon 
ref|NR_028987.1 


aceae; Pseudomon 
ref|NR_028986.1 


aceae; Pseudomon 
ref|NR_028985.1 


aceae; Pseudomon 


265678624 


; Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Methylophaga alcalica 


alcalica Bacteria; 
iaceae; Methylophaga. 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 
Geobacter. 


Ureibacillus terrenus 


terrenus Bacteria; 


Methylophaga 
9 Methylophaga 


Piscirickettsiaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Clostridium 
6 Clostridium 
lostridium. 
Desulfuromonas 
uromonas palmitatis 
Desulfuromonas. 
Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Pseudomonas 
Pseudomonas 

seudomonadaceae; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Paracoccus kocurii 
cteria; Proteobacteria; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 


ref|NR_028929.1 


Pseudomonas kilonensis 


639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


555880 Bacteria_16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


555880 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


555880 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


555880 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


555880 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


555880 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


555880 Bacteria_16S 


satelles strain V 
satelles Bacteria 


555880 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


555880 Bacteria_16S 


strain J72 16S ri 
Actinobacteria; A 


555880 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


555880 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


555880 Bacteria_16S 


strain VKM Ac-180 
Actinobacteria; A 


555880 Bacteria_16S 


strain IEGM 16S r 
Actinobacteria; A 


555880 Bacteria_16S 


strain 213E 16S r 
Actinobacteria; A 


555880 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


555880 Bacteria_16S 


strain Y9 16S rib 
Actinobacteria; A 


555880 Bacteria_16S 


strain IFM 0575 1 
Actinobacteria; A 


555880 Bacteria_16S 


strain IFM 10084 
Actinobacteria; A 


555880 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


555880 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; A 


555880 Bacteria_16S 


strain I-132 16S 
Actinobacteria; A 


555880 Bacteria_16S 


strain ES10.1 16S 
Actinobacteria; A 


555880 Bacteria_16S 
variabilis strain MX5 16S ribosomal RNA, partial sequence 


642216 642121 1 96 gi 
rain EL-30 16S ribosomal RNA, partial 

cteria; Actinobacteria; Actinobacterid 
esterenkonia. 

654246 654163 13 96 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
672445 672350 1 96 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 
704109 704014 1 96 gi 
ammaproteobacteria; Chromatiales; Chro 
705501 705406 1 96 gi 
EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


706913 706818 1 96 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
784053 783959 1 96 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
785565 785470 1 96 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


’ 


790105 790010 1 96 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
828388 828293 1 96 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
867880 867789 5 96 gi 


gi 


ammaproteobacteria; Xanthomonadales; X 
887378 887283 1 96 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
918168 918073 1 96 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
919733 919638 1 96 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
961474 961379 1 96 gi 

16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
964519 964424 1 96 gi 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1042494 1042399 1 96 gi 


ctinobacteridae; Actinomycetales; Cory 
1044054 1043959 1 96 gi 


ctinobacteridae; Actinomycetales; Cory 
1089258 1089163 1 96 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1102723 1102628 1 96 gi 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1114963 1114868 1 96 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Kine 
1131560 1131465 1 96 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1226823 1226728 1 96 


Stre 
gi 


265678623 
sequence 
ae; Actino 


265678614 
ence 65316 
idiaceae; 

265678601 
ial sequen 
obacteria; 


265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678579 
ence 70441 
ales; Prop 


265678578 


705889 70720 


Dorea. 
265678523 
sequence 
s; Lachnos 
265678522 
1 sequence 
ria; Pseud 


265678519 


789013 79048 


nebacterin 
265678494 
e 82720 
Selenomon 
265678467 


16S ribosomal RNA, partial sequence 866725 86827 


anthomonad 
265678453 

88624 

ococcineae 
265678433 


917039 91855 


nebacterin 
265678432 


918602 92011 


nebacterin 
265678404 

96032 

seudomonad 
265678402 


963457 96488 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


nebacterin 
265678317 
ence 10881 
nadales; P 
265678308 


1101592 11031 


ococcineae 
265678299 


1113840 11153 


osporiinea 
253680769 


1130448 11319 


ptosporang 
219878300 
12257 


ref|NR_028928.1| Nesterenkonia 
641107 642573 Nesterenkonia 

mycetales; Micrococcineae; 
ref|NR_028919.1| Caloranaerobacter 

3 654605 Caloranaerobacter azorensis 
Caloranaerobacter. 

ref|NR_028906.1] Pseudomonas 

ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_028885.1| Lamprocystis purpurea 


5 Lamprocystis 
Lamprocystis. 


purpurea Bacteria; 


ref|NR_028884.1| Friedmanniella 

6 705838 Friedmanniella lacustris 
ionibacterineae; Nocardioidaceae; 
ref|NR_028883.1| Dorea longicatena 


4 Dorea longicatena Bacteria; 


ref|NR_028827.1| Shuttleworthia 
782926 784381 Shuttleworthia 
piraceae; Shuttleworthia. 
ref|NR_028826.1| Pseudomonas 
784432 785869 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_028823.1| Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028797.1| Selenomonas infelix 
9 828732 Selenomonas infelix Bacteria; 
as. 
ref|NR_028770.1| Xanthomonas cynarae 

6 Xanthomonas cynarae Bacteria; 

aceae; Xanthomonas. 

ref|NR_028755.1| Agreia bicolorata 

7 887732 Agreia bicolorata Bacteria; 

; Microbacteriaceae; Agreia. 
ref|NR_028735.1| Gordonia amicalis 

1 Gordonia amicalis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028706.1| Pseudomonas veronii 

3 961843 Pseudomonas veronii Bacteria; 
aceae; Pseudomonas. 

ref|NR_028704.1| Nocardia cerradoensis 
2 Nocardia cerradoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 

83 Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028651.1| Nocardia higoensis 

30 Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028619.1] Pseudomonas 

07 1089634 Pseudomonas psychrophila 
seudomonadaceae; Pseudomonas. 
ref|NR_028610.1| Agromyces rhizospherae 
01 Agromyces rhizospherae Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_028600.1| Kineosporia rhamnosa 
13 Kineosporia rhamnosa Bacteria; 

e; Kineosporiaceae; Kineosporia. 
ref|NR_028017.1| Nocardiopsis exhalans 
04 Nocardiopsis exhalans Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025439.1| Isoptericola 

22 1227193 Isoptericola variabilis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Isoptericola. 


555880 Bacteria_ 
juglandis str 
juglandis Bac 


pv. 
pv. 
Xanthomonas. 


555880 Bacteria_ 
strain HKI 0122 1 
Bacteria; Actinob 


Beutenbergia. 


555880 Bacteria_ 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 


16S 1312677 13125865 96 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; 


228721465 
sequence 
Gammaproteobacteria; 


Xanthomonadales; 


ref|NR_027606.1| Xanthomonas arboricola 
1311542 1313043 Xanthomonas arboricola 
Xanthomonadaceae; 


16S 1334277 1334182 1 96 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
6S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 

16S 1346505 1346410 1 96 gi|228720938|ref|NR_027599.1| Brachybacterium 


82 1346861 Brachybacterium faecium DSM 


4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

555880 Bacteria_16S 1349577 1349482 1 96 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

555880 Bacteria_16S 1351106 13510111 96 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 


Bacteria; Actinob 
555880 Bacteria_16S 
turnerae strain T7902 16S ribosomal RNA, partial sequen 


Teredinibacter. 


555880 Bacteria_16S 
glauca strain K62 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Saccharomonospora. 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
1417212 1417117 1 96 gi|224581447 
14160 


acteria; Actinobacteridae; Actinomycet 
1378291 1378197 1 96 gi 


ales; 
228717562 
ce 


ales; 


13771 


Corynebacterineae; 


Pseudonocardineae; 


Gordoniaceae; Gordonia. 
ref|NR_027564.1| Teredinibacter 
67 1378635 Teredinibacter turnerae T7901 


Alteromonadales genera incertae sedis; 


ref |NR_027229.1 
93 1417582 Saccha 
P 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


555880 Bacteria_16S 1429572 14294815 96 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 

555880 Bacteria_16S 1449571 1449476 1 96 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

555880 Bacteria_16S 1579245 1579150 1 96 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 


strain SP1402 16S 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain IBS S6874 
Proteobacteria; 


555880 Bacteria_16S 
strain DSM 5901 1 


Proteobacteria; 
Proteobacteria; 
strain CFBP 2341 


Proteobacteria; 


Proteobacteria; 


strain SPR2 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


1643220 1643125 1 96 
ribosomal RNA, partial sequence 


gi 


1644781 1644686 1 96 
ribosomal RNA, partial sequence 


gi 


se 


1646327 1646232 1 96 gi 


1647791 1647696 1 96 gi 
Ac 
1653861 16537705 96 


S ribosomal RNA, partial sequence 


gi 


an 
1655408 16553175 96 
S ribosomal RNA, partial sequence 


gi 


an 


1695100 1695005 1 96 gi 
se 
1696644 1696549 1 96 


bosomal RNA, partial sequence 


gi 


se 
1742403 1742308 1 96 gi 
SM 11806 16S ribosomal RNA, partial sequ 
; Proteobacteria; Gammaproteobacteria; A 
m. 


1759247 1759152 1 96 gi 


1578118 15795 
Gammaproteobacteria; Pseudomonadales; P 
555880 Bacteria_16S 
strain CMS 38 16S 


219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
Gammaproteobacteria; Aeromonadales; Aeromonadacea 
219878444 
6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
555880 Bacteria_16S 
strain R-13291 16 


219878439 
1652728 16542 
Gammaproteobacteria; Xanthomonadales; X 
555880 Bacteria_16S 
strain R-10289 16 


219878438 
1654275 16557 
Gammaproteobacteria; Xanthomonadales; X 
555880 Bacteria_16S 219878411 
16S ribosomal RNA, partial sequence 1693968 16954 
Gammaproteobacteria; Pseudomonadales; P 
555880 Bacteria_16S 


strain TO1 16S ri 


219878410 
1695512 16970 
Gammaproteobacteria; Pseudomonadales; P 
555880 Bacteria_16S 
thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 
555880 Bacteria_16S 


219878379 


219878366 


seudomonadaceae; 
219878448 
1642082 16435 
Gammaproteobacteria; Pseudomonadales; P 
555880 Bacteria_16S 
strain CMS 35 16S 


seudomonadaceae; 
219878447 
1643643 16451 
Gammaproteobacteria; Pseudomonadales; P 
555880 Bacteria_16S 


udomonad 


etobacte 


thomonad 


thomonad 


udomonad 


udomonad 


ence 
eromonad 


73 Pseudomonas balearica Bacteria; 

Pseudomonas. 

ref|NR_025587.1| Pseudomonas meridiana 

92 Pseudomonas meridiana Bacteria; 

Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 

53 Pseudomonas antarctica Bacteria; 

aceae; Pseudomonas. 

ref|NR_025585.1| Aeromonas simiae 

55 Aeromonas simiae Bacteria; 

e; Aeromonas. 

ref|NR_025583.1] Stella vacuolata 

52 Stella vacuolata Bacteria; 

raceae; Stella. 

ref|NR_025578.1| Thermomonas brevis 

24 Thermomonas brevis Bacteria; 

aceae; Thermomonas. 

ref|NR_025577.1| Thermomonas fusca 

71 Thermomonas fusca Bacteria; 

aceae; Thermomonas. 

ref|NR_025550.1| Pseudomonas cannabina 

61 Pseudomonas cannabina Bacteria; 

aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025518.1| Anaerobiospirillum 
1741287 1742780 Anaerobiospirillum 

ales; Succinivibrionaceae; 


ref Gordonia sihwensis 


NR_025505.1 


1758120 1759618 Gordonia sihwensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


555880 Bacteria_16S 1780238 1780155 13 96 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

555880 Bacteria_16S 1799843 1799748 1 96 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

555880 Bacteria_16S 1810624 1810529 1 96 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

555880 Bacteria_16S 1812153 1812058 1 96 gi|219878328|ref|NR_025467.1| Curtobacterium 


flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. 


ibosomal R 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


NA, partial seq 


u 


ence 1811040 1812516 


Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 

555880 Bacteria_16S 1821362 1821267 1 96 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 

555880 Bacteria_16S 1822888 1822793 1 96 gi|219878321|ref|NR_025460.1| Agreia pratensis 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

555880 Bacteria_16S 1850432 18503415 96 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

555880 Bacteria_16S 1887048 1886953 1 96 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 

555880 Bacteria_16S 1933954 1933859 1 96 gi|219878239|ref|NR_025378.1| Desulfomicrobium orale 
strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 

555880 Bacteria_16S 2042063 20419725 96 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

555880 Bacteria_16S 2043622 20435315 96 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

555880 Bacteria_16S 2045197 2045106 5 96 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteimonas mephitis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 

555880 Bacteria_16S 2048324 2048241 13 96 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

555880 Bacteria_16S 2100256 2100161 1 96 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

555880 Bacteria_16S 2138202 2138107 1 96 gi| 219857643 |ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

555880 Bacteria_16S 2144194 2144099 1 96 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 
strain Ps 9-14 16S ribosomal RNA, partial sequence 2143068 2144522 Pseudomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

555880 Bacteria_16S 2145699 2145604 1 96 gi|219857638|ref|NR_025227.1| Pseudomonas 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

555880 Bacteria_16S 2147204 2147109 1 96 gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 2147531 Pseudomonas jinjuensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

555880 Bacteria_16S 2185083 2184992 5 96 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

555880 Bacteria_16S 2219928 2219833 1 96 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 


extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


555880 Bacteria_16S 2225914 2225819 1 96 gi 
daejeonensis strain AM141 16S ribosomal RNA, partial se 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibac 
555880 Bacteria_16S 2227475 2227380 1 96 gi 
kribbensis strain AM49 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
555880 Bacteria_16S 2233554 2233459 1 96 gi 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
555880 Bacteria_16S 2235086 2234991 1 96 gi 
costantinii strain CFBP 5705 16S ribosomal RNA, partial 
costantinii Bacteria; Proteobacteria; Gammaproteobacter 
Pseudomonas. 
555880 Bacteria_16S 2317293 2317198 1 96 gi 
brasilensis strain PBl 72 16S ribosomal RNA, partial se 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibaci 
555880 Bacteria_16S 2318738 2318647 5 96 gi 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
555880 Bacteria_16S 2320330 23202395 96 gi 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobac 
Stenotrophomonas. 
555880 Bacteria_16S 2321886 23217911 96 gi 
strain CFML 97-391 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
555880 Bacteria_16S 2323438 2323343 1 96 gi 
strain CFML 97-514 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
555880 Bacteria_16S 2344391 2344296 1 96 gi 
singaporensis strain IM 7744 16S ribosomal RNA, partial 
singaporensis Bacteria; Actinobacteria; Actinobacterida 
Nocardioidaceae; Actinopolymorpha. 

555880 Bacteria_16S 2361115 2361020 1 96 
strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 2362634 2362539 1 96 
strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 2438626 2438531 1 96 
strain AS4.1521 1 


gi 


Micr 
gi 


Micr 
gi 


qu 
il 


nc 
ni 
ne 
ia 
qu 
11 


en 
na 


te 


se 


na 


e; 


2360002 23614 


ococcineae 


2361525 23629 


ococcineae 


6S ribosomal RNA, partial sequence 2437523 24389 


219857582 
ence 
laceae; 
219857581 
e 


219857577 


219857576 
sequence 


, 


219857518 
ence 

aceae; 
219857517 
ce 231 
dales; 
219857516 
sequence 
ria; X 


219857515 
232 
udomon 
219857514 
23223 
dales; 
219857498 
sequence 


219857487 


219857486 


219857429 


22263 
bacillus. 


22324 
bacterin 
Pseudo: 
P 
a5 
Xx 


an 


07 
ad 


P 


Actinomycet 


ref|NR_025170.1 


ibacillus. 
NR_025169.1 


Paen 
ref 


ref|NR_025165.1 
eae; 
ref 


82 2319121 P 
anthomonada 


thomonadales; 
ref|NR_025103.1 
64 2322265 Pseud 
aceae; Pseudomo 
ref|NR_025102.1 
16 2323816 Pseud 
seudomonadaceae; 
ref|NR_025086.1 

2343294 234473 


ref|NR_025075.1 


7 Mi 
ref 


crobacteriac 
NR_025074.1 
> Mi 
ref 


crobacteriac 
NR_025017.1 


2224766 222627 


29 2227839 Paenib 


22 2233905 Gordon 
Gordoniacea 


O: 
n 


fo} 


ales; Propio 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Paenibacillus 
1 Paenibacillus 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Actinopolymorpha 

5 Actinopolymorpha 
nibacterineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
555880 Bacteria_16S 2518684 2518617 29 96 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 2521811 2521716 1 96 gi|219857363|ref|NR_024951.1| Pseudomonas 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 2520665 2522094 Pseudomonas 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

555880 Bacteria_16S 2529363 2529268 1 96 gi|219857358|ref|NR_024946.1| Pseudomonas fragi 


strain ATCC 4973 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
555880 Bacteria_16S 2554542 2554447 1 96 gi 
carbonis strain JL 415 16S ribosomal RNA, complete sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptacidiphilus 
555880 Bacteria_16S 


2571442 2571347 1 96 gi 
strain CIP 105274 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
555880 Bacteria_16S 2580563 2580468 1 96 gi 
strain CFML 96-198 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
555880 Bacteria_16S 2582129 2582034 1 96 gi 
strain CIP 104664 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
555880 Bacteria_16S 2583699 2583604 1 96 gi 
strain CIP 104883 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 


16S ribosomal RNA, partial sequence 2528225 25296 
se 


en 
al 


se 


se 


na 


na 


555880 Bacteria_16S 2585268 2585173 1 96 gi 
strain CFML 96-170 16S ribosomal RNA, partial sequence 


udomonad 
219857341 
ce 25534 
es; Stre 


219857287 
25702 
udomonad 
219857281 
25794 
udomonad 
219857280 
25809 
dales; P 
219857279 
25825 
dales; P 


aceae; Pseudomon 
ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 


219857278 


82 Pseudomonas fragi Bacteria; 


as. 
Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 


ref|NR_024909.1 


Pseudomonas orientalis 


2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


555880 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


555880 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


555880 Bacteria_16S 


strain DSM 43194 
Actinobacteria; A 


555880 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


555880 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


555880 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


555880 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


555880 Bacteria_16 


strain ATCC 13522 
Bacteria; Proteob 


555880 Bacteria_16 


strain ATCC 33616 
Bacteria; Proteob 


555880 Bacteria_16 


strain ATCC 49968 
Bacteria; Proteob 


555880 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


555880 Bacteria_16S 


strain IFO 15616 
Actinobacteria; A 


555880 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


555880 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


555880 Bacteria_16S 


strain IFO 16068 
Actinobacteria; A 


555880 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


555880 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


555880 Bacteria_16S 


strain 441-1 16S 


Proteobacteria; G 


555880 Bacteria_16S 


strain 801 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


555880 Bacteria_16S 


strain HKI 0136 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
555880 Bacteria_16S 


2596106 2596011 1 96 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597672 2597577 1 96 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2611510 2611415 1 96 gi 


ctinobacteridae; Actinomycetales; Pseu 
2658824 2658729 1 96 gi 
NRRL B-3381 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; A 
Aeromicrobium. 
2667686 2667591 1 96 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


2851458 2851367 5 96 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2853027 2852936 5 96 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
Ss 2854565 2854470 1 96 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
Ss 2857706 2857615 5 96 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
Ss 2859248 2859153 1 96 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2899143 2899048 1 96 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2903729 2903634 1 96 gi 
ctinobacteridae; Actinomycetales; Micr 
2941684 2941589 1 96 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2943200 2943105 1 96 gi 
YU655-43 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 
e; Virgisporangium. 


2955285 2955190 1 96 


gi 
ctinobacteridae; Actinomycetales; Cory 
2968921 2968826 1 96 gi 
in NM-1 16S ribosomal RNA, partial seq 


Microlunatus. 

2975068 2974973 1 96 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2993347 2993252 1 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3007099 3007004 1 96 gi 
bosomal RNA, partial sequence 


eae; 
gi 


3023650 3023555 1 96 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 


3040378 3040283 1 96 


gi 


16S ribosomal RNA, partial sequence 2610373 26118 


16S ribosomal RNA, partial sequence 2902597 29040 


16S ribosomal RNA, partial sequence 2954180 29556 


eria; Actinobacteria; Actinobacteridae; 


2973936 29754 


2992209 29936 


3005987 30074 


6S ribosomal RNA, partial sequence 3039256 30407 


219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857258 


donocardin 

219857218 
sequence 

ctinomycet 


219857212 
ence 26665 
ales; Pseu 


219856890 
1 sequence 
ia; Pseudo: 


, 


219856889 
28518 
nadales; X 
219856888 
28534 
nadales; P 
219856886 
28565 
nadales; X 
219856885 
28581 
nadales; P 
219856857 
nce 28980 
ales; Prop 


219856854 


ococcineae; 


219856829 
equence 
Actinomyc 


219856828 
quence 
ctinomycet 


219856820 


nebacterin 
219846945 
uence 

; Actinomy 


219846940 


seudomonad 
219846928 


ionellacea 
219846919 


e; 


ococcineae; 


219846908 
1 sequence 
eridae; Ac 


219846896 


nebacterin 


3057187 3057092 1 96 gi 


219846884 


dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 


ref 
61 2596478 Pseud 
acea 
ref 
29 2598044 Pseud 
seud 
ref 
91 Prauserella rugosa Bacteria; 
eae; 
ref 
2657714 26591 
ales 


ref 
99 2668066 Sacch 
dono 


ref 
2850317 28518 
mona 


ref 
86 2853382 Pseud 
anth 
ref 
33 2854934 Pseud 
seud 
ref 
57 2858059 Pseud 
anth 
ref 
10 2859620 Pseud 
seud 
ref 
36 2899473 Micro 
ioni 


ref 
77 Zimmermannella alba Bacteria; 


Mi 


ref 
2940579 29420 
etal 


ref 
2942098 29435 
ales 


ref 
54 Gordonia rhizosphera Bacteria; 
eae; 
ref 
2967820 29692 
ceta 


ref 
29 Pseudomonas cichorii Bacteria; 
acea 
ref 
81 Legionella brunensis Bacteria; 


L 


ref 
53 Frigoribacterium faeni Bacteria; 


Mi 


ref on 
3022528 30239 
tino 


ref 
45 Gordonia alkanivorans Bacteria; 
eae; 


NR_024902.1 
° 
e; Pseudomon 
NR_024901.1 
° 


omonadaceae; 
NR_024889.1 


Pseudonocar 
NR_024846.1 
8 
a 


; Propionib 


NR_024840.1 
a 
cardineae; P 
NR_024709.1 
3 
dales; Pseud 
NR_024708.1 
°. 
omonadaceae. 
NR_024707.1 
° 
omonadaceae; 
NR_024705.1 
° 
omonadaceae; 
NR_024704.1 

° 
omonadaceae; 
NR_024676.1 

p 
bacterineae; 


NR_024673.1 


crobacteriac 
NR_024648.1 
4 
es; Micromon 
NR_024647.1 
6 


s 


; Micromono 


NR_024639.1 


Gordoniacea 
NR_026537.1 
8 
les; Propion 
NR_026532.1 


e; Pseudomon 
NR_026520.1 


egionella. 
NR_026511.1 


crobacteriac 
NR_026500.1 
8 
mycetales; C 
NR_026488.1 


Gordoniacea 


ref 


NR_026476.1 


Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Prauserella rugosa 


diaceae; Prauserella. 
Aeromicrobium 

7 Aeromicrobium 

cterineae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Zimmermannella alba 


eae; Pseudoclavibacter. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Gordonia rhizosphera 
e; Gordonia. 
Microlunatus 
7 Microlunatus 
ibacterineae; 
Pseudomonas cichorii 
as. 
Legionella brunensis 
Frigoribacterium faeni 
eae; Frigoribacterium. 
Gordonia 
4 Gordonia 
orynebacterineae; 


Gordonia alkanivorans 


e; Gordonia. 
Succinivibrio 


3056079 3057541 Succinivibrio 


dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Succinivibrio. 
555880 Bacteria_16S 
strain DSM 11363 
Proteobacteria; 
555880 Bacteria_16S 


Proteobacteria; 
555880 Bacteria_16S 


strain LMG 947 16S ribos 


Proteobacteria; 
555880 Bacteria_16S 


strain LMG 673 16S ribos 


Proteobacteria; 
555880 Bacteria_16S 


vesicatoria strain LMG 9 
Proteobacteria; 


vesicatoria Bacteria; 
Xanthomonas. 


3177781 3177686 1 
16S rib 


3183823 31837325 
strain LMG 8678 16S ribo 


96 gi 


osomal RNA, partial sequence 3176631 31781 
Gammaproteobacteria; 


Pseudomonadales; 


96 gi 


somal RNA, partial sequence 3182688 31841 


Gammaproteobacteria; 


219846803 


Pseudomonadaceae; 


219846799 


Xanthomonadales; 


ref |NR_026395.1 


ref|NR_026391.1 


Succinivibrionaceae; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 
Pseudomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3185375 3185284 5 96 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
omal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3186927 3186836 5 96 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
omal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3188479 3188388 5 96 gi|219846796|ref|NR_026388.1| Xanthomonas 
11 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 


Xanthomonadaceae; 


555880 Bacteria_16S 3190031 31899405 96 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

555880 Bacteria_16S 3191583 31914925 96 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

555880 Bacteria_16S 3193135 31930445 96 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

555880 Bacteria_16S 3196237 3196146 5 96 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 


Proteobacteria; 
555880 Bacteria_16S 
islandicus strain 


555880 Bacteria_16S 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 


Proteobacteria; 
555880 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 


Proteobacteria; 
555880 Bacteria_16S 


strain LMG 708 16S ribosomal RNA, partial sequence 


Proteobacteria; 
555880 Bacteria_16S 


strain LMG 538 16S ribosomal RNA, partial sequence 


Proteobacteria; 
555880 Bacteria_16S 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


albilineans Bacteria; 
Xanthomonas. 
555880 Bacteria_16S 


vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


vietnamensis Bacteria; 
Desulfovibrio. 
555880 Bacteria_16S 
strain DSM 44015 


555880 Bacteria_16S 
citrea strain DSM 


Promicromonospora. 
555880 Bacteria_16S 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


555880 Bacteria_16S 


strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


555880 Bacteria_16S 


strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


555880 Bacteria_16S 


strain B62 16S ribosomal RNA, 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3288303 3288208 1 


3289777 3289686 5 


3291302 32912115 


3292854 3292763 5 


3294406 32943155 


3295956 3295865 5 
Proteobacteria; 
3314177 3314082 1 
Proteobacteria; 


3381260 3381165 1 


3396297 3396202 1 


3488243 3488148 1 


3513875 3513780 1 


3515399 3515304 1 


3810327 3810232 1 
complete 


96 


96 


96 


96 


96 


96 


96 


96 


96 


96 


96 


96 


96 
sequence 


gi 


Rlha3 16S ribosomal RNA, partial sequence 32871 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesul 


gi 


gi 


gi 


3291719 32932 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


gi 


3293271 32947 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


gi 


gi 


gi 


complete sequence 


gi 


43110 16S ribosomal RNA, partial sequence 33951 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


gi 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


219846729 


219846728 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


219846727 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


219846726 


219846725 


219846724 


Xantho: 


219846711 


ref|NR_026321.1 


fovibrio. 
ref |NR_026320.1 


ref|NR_026319.1 


ref|NR_026318.1 


aceae; 
ref |NR_026317.1 


aceae; 
ref|NR_026316.1 

3294823 329632 
monadales; 


ref |NR_026303.1 


Desul 
219846662 
33801 


Cory 
219846648 


219846584 


219846567 


219846566 


ococcineae 


Micrococcineae; 


3313036 331453 
fovibrionales; D 


ref |NR_026254.1 
49 3381618 Gordon 
nebacterineae; 
ref|NR_026240.1 
98 3396650 Promic 


ref|NR_026176.1 
; Cellulomonadac 
ref |NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref |NR_026158.1 
54 Rathayibacter 
; Microbacteriac 


219846356 


Gordoniaceae; 


Xanthomonas. 


Thermodesulfovibrio 


91 3288591 Thermodesulfovibrio islandicus 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
Xanthomonas. 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 


Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
Xanthomonas. 


Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
Xanthomonas. 


Xanthomonas 
2 Xanthomonas 


Xanthomonadaceae; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Gordonia hydrophobica 
ia hydrophobica 
Gordonia. 
Promicromonospora 
romonospora citrea 


Promicromonosporaceae H 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Rathayibacter rathayi 

rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 

tritici Bacteria; 

eae; Rathayibacter. 


ref |NR_025947.1 


Pseudomonas flavescens 


3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


555880 Bacteria_16S 
strain ST1 16S ri 


Proteobacteria; E 


555880 Bacteria_16S 
6S ribosomal RNA, partial sequence 4024698 40261 


strain HY-35-12 1 


3822666 3822571 1 96 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
bosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

4025817 4025722 1 96 gi|219846206|ref|NR_025796.1| Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 66246 66184 34 96 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 
555880 Bacteria_16S 117886 117804 14 96 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 410032 409970 34 96 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 552766 552684 14 96 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 


Bacteria; Actinob 
Corynebacterium. 


555880 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


555880 Bacteria_16S 
train YIM 90007 16S ribosomal RNA, par 


paurometabolica s 


669331 669249 14 96 gi 
ain M430/94/2 16S ribosomal RNA, parti 


Arcanobacterium. 


740656 740563 3 96 gi 


acteria; Actinobacteridae; Actinomycet 


teria; Actinobacteria; Actinobacterida 


ales; 


265678603 
al sequenc 


265678554 


Cory 


e; Actinomycet 


tial seque 


nebacterineae; C 
ref|NR_028908.1 
e 668320 669706 


ales; Actino 


ref 
nce 


NR_028858.1 
739522 


orynebacteriaceae; 


Arcanobacterium 
Arcanobacterium 
mycineae; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 


555880 Bacteria_16S 


strain K24 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
555880 Bacteria_16S 


strain IFM 10035 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


555880 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


555880 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


555880 Bacteria_16S 


subsp. albus stra 
subsp. albus Bact 
Streptomycetaceae 


555880 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


555880 Bacteria_16S 
n CCUG 44697 16S ribosomal RNA, partia 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


555880 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


555880 Bacteria_16S 


strain CCUG 41706 


; Pseudonocardiaceae; 


861717 861655 34 96 
bosomal RNA, partial sequence 


gi 


1039414 1039352 34 96 gi 


1451006 1450924 14 96 gi 


e; Corynebacterium. 

1455536 1455474 34 96 gi 
n MBIC1298 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
1458407 1458345 34 96 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


1474990 1474928 34 96 gi 
in DSM 40313 16S ribosomal RNA, partia 


; Streptomyces. 


1771177 1771095 14 96 gi 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
1848868 1848786 14 96 gi 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1859328 1859246 14 96 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1952285 1952203 14 96 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


555880 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


555880 Bacteria_16S 


1953739 1953657 14 96 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
1981010 1980928 14 


96 gi 


Saccharomonospor 


eria; Actinobacteria; Actinobacteridae; 


a. 
265678471 


860647 86213 
donocardin 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
555880 Bacteria_16S 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


224581420 
quence 


’ 


224581417 
sequence 

ia; Aeromo 
224581414 
al sequenc 
Actinomyce 


219878476 
1 sequence 


’ 


219878357 
quence 
inomycetal 


219878303 
1 sequence 
Actinomyc 


219878295 
al sequenc 
; Actinomy 
219878227 
19511 
nomycineae 
219878226 
sequence 

Actinomyce 


219878208 


nebacterin 


Actinomy 


Actinomy 


ref |NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref|NR_028654.1 


eae; Nocardiacea 
ref|NR_027201.1 

1449903 145131 
cetales; Coryneb 


ref |NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_027195.1 
e 1457334 14587 
tales; Actinomy: 


Cc 


ref|NR_025615.1 
1473916 14754 
cetales; Strept 


fo} 


ref|NR_025496.1 
1770072 177148 
es; Corynebacter 
ref |NR_025442.1 
1847763 184924 
etales; Actinomy 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


ref |NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025365.1 

1952641 195404 
tales; Corynebac 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Corynebacterium 

6 Corynebacterium 

acterineae; 


Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 
Arcanobacterium 

5 Arcanobacterium 

ineae; Actinomycetaceae; 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Corynebacterium 

7 Corynebacterium 

terineae; 


ref |NR_025347.1 


Arcanobacterium 


haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Arcanobacterium. 


TGGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGTGCGTTAGGTGTATCGACGACCACGAGTCGTCGAGGTGCCGAAGGGAAACCGTG 
AAACGTACCGCCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACAGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGG 
GAATCTCACCGGATAAGACAGCGGAATGATTGCCGGGCTGAAGACTCTGCATGACTAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCC 
TGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCCAGCATGATCTCCGGATTGATGGGGACACTGTTGGGACCGCCTCTGCTAAAGAGGAGGAAGGAA 
TGGGCAACGGTAGGTCAGCATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGGCAGGACAATGGGTATCGACACCGAAAGGTGGAGGCAATCTCCTAAA 
CCTGTCCGTAGTTCGGATTGTGGGCTGTAACTCGCCCACATGAAGCTGGAATCTGTAGTAATCGCGTTTCAAAATAACGCGGTGAATGTGTCCCTGCTCCTTGCA 
CACACCGCCCGTCAAACCACCCGAGTGGGGTTTGGATGAGGCTGCGGTCGTTGCCGCAGTCGAATCTAGGTTCGCAGGGGGTTNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGCCAGAGGTYACTGCTATCCGGCTGGGACTAAGCCATGCTAGTCAAGGGGCTTGTACCCTTCGGGGT 
GCAAGCACCGGCGGACGGCTCAGTAACACGTGGACAACCTGCCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAAACCCCCATAGGAGATGGGTACTGGAA 
TGTCCCATCTCCGAAAGTCCGCAAGGAGCCCGAGGATGGGTCTGCGGCGGATTAGGTAGTTGGCGGGGTAACGGCCCGCCAAGCCGAAGATCCGTACGGGCTGTG 
AGAGCAGGAGCCCGGAGATGGACCCTGAGACAAGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGAAACCGCGACGGGGTTAGCCGG 
AGTGTCCGCGCATCGCGCGGACTGTCGGGGTGCC TAAACAGCACCCCATAGCAAGGGCCGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGT 
GGCGGCCACTCTTATTGGGCCTAAAGCGTCCGTAGCCGGTCTGGTAAGTCCCCCGGGAAATCTGGCGGCTTAACCGTCAGACTGCCGGGGGATACTGCCAGACTA 
GGGACCGGGAGAGGCCGAGGGTATTCCCGGGGTAGGGGTGAAATCCTGTAATCCCGGGAGGACCACCTGTGGCGAAGGCGCTCGGCTGGAACGGGTCCGACGGTG 
AGGGACGAAGGCCTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCAGGCTGTAAACGATGCGGGCTAGGTGTCACCGGAGCTACGAGCTCCGGTGGTGCCGG 
AGGGAAGCCGTTAAGCCCGCCGCCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACGGGTGGAGCCTGCGGTTTAATTGG 
ATTCAACGCCGGGAAGCTTACCGGGGGAGACAGCGGGATGAAGGTCGGGCTGAAGACCTTACCAGACTAGCTGAGAGGTGGTGCATGGCCGCCGTCAGTTTCGTA 
CTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCGCGCCCTCAGTTGCCAGCGGATCCCTTCGGGGATGCCGGGCACACTGGGGGGACTGCCGGCGCTA 
AGCCGGAGGAAGGTGCGGGCAACGGCAGGTCCGTATGCCCCGAATCCCCCGGGCTACACGCGGGCTACAATGGCCGGGACAATGGGTACCGACCCCGAAAGGGGT 
GGGTAATCTCCTAAACCCGGTCTAACCTGGGATCGAGGGCTGCAACTCGCCCTCGTGAACCTGGAATCCGTAGTAATCGCGCCTCAAAATGGCGCGGTGAATACG 
TCCCTGCTCCTTGCACACACCGCCCGTCAAGCCACCCGAGTGGGCCATGGGTGAGGGCCGCCCCTAAGGGGCGGTTCGAACCCAGGGTCCGCGAGGGGGGCTAAG 
TCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTTCTGTTTGATCCTGGCAGAAGCTACTGCTATTGGGATTCGAT 
TAAGCCATGCAAGTCGAAAGAATTTATATTCTTGGCGTACGGCTCAGTAACACGTGGATAACCTACCCTTAGGACTGGGATAACTCTGGGAAACTGGAGATAATA 
CTGGATAGATGATTTTTCCTGTAATTGGTATTTTGTTGAAATGTTTTTTCGCCTAAGGATGGGTCTGCGGCCGATTAGGTAGTTGGTGAGGTAATGGCTTACCAA 
GCCGTTTATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGCCCTACGGGGCGCAGCAGGCGCTAAACCTCCGCAATGTGA 
GCAATCGCGACGGGGGGATCCCAAGTGCCATTCTTAACGGGATGGCTTTTCTTAAGTGTAAAGAGCTTTTGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCC 
GCGGTAACACCCGGCAGCTCTAGTGGTAGCTGTTTTTATTGGGCCTAAAGCGTTCGTAGCCGGTTTAATAAGTCTTTGGTGAAATCCTGTTTTTTAACTATGGGA 
ATTGCTGAGGATACTGTTAGGCTTGAGGTCGGGAGAGGTTAGCGGTACTCCCAGGGTAGGGGTGAAATCCTGTAATCCTGGGAGGACCACCTGTGGCGAAGGCGG 
CTAACTGGAACGAACCTGACGGTGAGGGACGAAAGC TAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCGGACTGGGTGTTGGGAT 
GGCTTTGAGCTGTTTCGGTGCCGAAGGGAAGCTGTTAAGTCCGCCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAC 
GCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGAGATCTCACCAGGGGCGACAGCAGTATGATGGCCAGGTTGATGGCCTTGCTTGACAAGCTGAAGANGAG 
GTGCATGGCCCGCCGTCAGCTCGTACCGTGAGGAGTCCTGTTAAGTCAGGCAACGAGCGAGACCCCACGCTCTTAGTTACCAGCGGGATCCTTTTTTGGATGCCG 
GGCACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCTACACGCGGGCTACAATGGCTGAG 
ACAATGGGTTACGACGCTGAAAAGCGGAGTTAATCCTCTAAACTTAGTCGTAGTTCGGATTGAGGGCTGTAACTCGCCCTCATGAAGCTGGAATGCGTAGTAATC 
GCGTGTCACAATCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTT 
TCCGGTTGATCCTGCCGGAGGCCACTGCTATCGGGGTCCGACTAAGCCATGCGAGTCAAGGGGCTCCTTCGGGAGCACCGGCGCACGGCTCAGTAACACGTGGCT 
AACCTACCCTCGGGAGGGGGATAACCTCGGGAAACTGAGGCTAATCCCCCATAGGGGAGGAGGTCTGGAACGATCCCTCCCCGAAAGTTCCGGCGCCCGAGGATG 
GGGTTGCGGAGGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGACGATCCGTACGGGCCCTGAGAGGGGGAGCCCGGAGATGGACACTGAGACACGGGTC 
CAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGAAAGTGCGACGGGGGGACCCCGAGTGCCATCCCAACGGGATGGCTTTTCCGGAGTGTAAA 
CAGCTCCGGGAATAAGGGCTGGGCAAGTCCGTGCCAGCAGCCGCGGTAATACCGGCGGCCCAAGTGGTGGCCACTGTTATTGGGCCTAAAGCGTCCGTAGCCGGC 
CCAGTAAGTCTCTGCTTAAATCCTGCGGCTCAACCGCAGGGCTGGCAGAGATACTGCTGGGCTTGGGACCGGGAGAGGCCGGGGGTACCCCAGGGGTAGCGGTGA 
AATGCGTTGATCCCTGGGGGACCACCTGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCAAACCGGATTAGATACCCGG 
GTAGTCCTGGCTGTAAACTCTGCGGACTAGGTGTCGCGTCGGCTTCGGGCCGACGCGGTGCCGAAGGGAAGCCGTTAAGTCCGCCGCCTGGGGAGTACGGTCGCA 
AGACTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGCATCTCACCAGGGGCGACGGCAGGATGA 
AGGCCAGGTTGACGACCTTGCCAGACGCGCCGAGAGGTGGTGCATGGCCGTCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGTAACGAGCGAGACCCGT 
GCCCCATGTTGCAACCTCCTCCTCCGGGAGGAGGGCACTCATGGGGGACCGCCGGCGCTAAGCCGGAGGAAGGTGCGGGCAACGACAGGTCCGCATGCCCCGAAT 
CCCCTGGGCTACACGCGGGCTACAATGGCCGGGACAATGGGAAGCGACCCCGAAAGGGGGAGCGAATCCCCTAAACCCGGTCGTAGTCCGGATCGAGGGCTGTAA 
CTCGCCCTCGTGAAGCCGGAATCCGTAGTAATCGCGCCTCACCATGGCGCGGTGAATGCGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCGAATTGAG 
CCCAAGTTGAAGCCCTGTCCGCAAAGGGCAGGGTCCAAACTTGTTCAGCAAGGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNGATCCTGCCGGAGGCCACTGCTATTGGGGTCCGACTAAGCCATGCGAGTCTATGGGCTTTTGCCCATGGCGGACGGCTCAGTAACACGTGGCTAACCTACCCT 
CGGGTGGGGGATAACCTCGGGAAACTGAGGATAATCCCCCATAGGGGAAGAGGTCTGGAATGATTCTTCCCCGAAAGCATATGCGCCCGAGGATGGGGCTGCGGC 
CGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCTACGATCGGTACGGGCCCTGAGAGGGGGAGCCCGGAGATGGGGACTGAGACACGGCCCCAGGCCCTAC 
GGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGCGAAAGCGCGACGGGGGGACCCCAAGTGCCCATGCACTGCATGGGCTTTTCCGGAGTGTAAACAGCTCCGGG 
AATAAGGGCTGGGCAAGTCCGGTGCCAGCAGCCGCGGTAATACCGGCAGCCCAAGTGGTGGCCACTTTTATTGGGCCTAAAGCGTCCGTAGCCGGCCCAGTAAGT 
CCCTGCTTAAATCCTACGGCTTAACCGTAGGACTGGCAGGGATACTGCTGGGCTTGGGACCGGGAGAGGGCAGGGGTACTCCGGGGGTAGCGGTGAAATGTGTTG 
ATCCCCGGAGGACCACCTATGGCGAAGGCACCTGCCTGGAACGGGTCCGACGGTGAGGGACGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTG 
GCCGTAAACGCTGCGGACTAGGTGTCGGGTAGGCCTTGTGCCTACCCGGTGCCGAAGGGAAGCCGTTAAGTCCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAA 
CTTAAAGGAATTGGCGGGGGAGCACTACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGCATCTTACCAGGGGCGACGGCAGGATGAAGGCCAGGT 
TGACGACCTTGCCAGACGCGCCGAGAGGTGGTGCATGGCCGTCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGTAACGAGCGAGACCCGCGCCCCATGT 
TGCCATCCTTCCCTCTGGGGGAGAGGCACTCATGGGGGACCGCTGGCGC TAAGCCAGAGGAAGGAGCGGGCAACGACAGGTCCGCATGCCCCGAATCCCCTGGGC 
TACACGCGGGCTACAATGGCTGGGACAATGGGATGCAACCCCGAAAGGGGGAGCAAATCCCCTAAACCCAGCCGTAGTTCGGATCGTGGGCTGTAACTCGCCCAC 
GTGAAGCTGGAATCCGTAGTAATCGCGCCTCATCATGGCGCGGTGAATGCGTCCCTGCTCCTTTGCACACACCGCCCGTCACGCCACCCCGAGTTGGGGTTTTAA 
GGGTGAGGACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACCCGACCGCTATCGGGGTGGGGCTAAGCCATGCGAGTCGTAC 
GCCCGGGGACCGCCGGGCGTGGCGCACGGCTCAGTAACACGTGCCTAACCTACCCTCGGGAGGGAGATAACCCCGGGAAACTGGGGCTAATCCCCCACAGGAGAG 
GGCGCTGGAAGGCCCCTTCTCCGAAATGGATTACGGCCGATCTGCCGCAATCCGCCCGAGGATGGGGGCACGGCCCATCATGGTAGTTGGCGGGGTAACGGCCCG 
CCAAGCCGAAGACGGGTGGGGGCCGTGAGAGCGGGAGCCCCGAGATGGGCACTGAGACAAGGGCCCAGGCCCTACGGGGTGCAGCAGGCGCGAAAACTCCGCAAT 
GCGGGAAACCGTGACGGGGCCACCCCGAGTGCCGCCCGAAGAGGGCGGCTTTTGCCCGGTGCAAAAAGCCGGGCGAATAAGCGGGGGGCAAGTCTGGTGTCAGCC 
GCCGCGGTAATACCAGCCCCGCGAGTGGTCGGGGTGCTTACTGGGCCTAAAGCGCCCGTAGCCGGCCCGGTAAGTCGCCCCTGAAATCCACGGGCTCAACCCGTG 
GGCTGGGGGCGAAACTGCCGGGCTTGGGGGCGGGAGAGGCCGAGGGTACTCCCGGGGTAGGGGCGAAATCCGATAATCCCGGGAGGACCACCAGTGGCGAAGGCG 
CTCGGCTGGAACGCGCCCGACGGTGAGGGGCGAAAGCTGGGGGAGCAAAGGGGATTAGATACCCCTGTAGTCCCAGCTGTAAACTATGCGGGCCAGCTGTTGGAC 
GGGCTTAGAGCCCGCCCAGTGGCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGGGCACCACAA 
GGGGTGAAGCTTGCGGCTTAATTGGAGTCAACGCCGGAAACCTTACCCGGGGCGACAGCAGGATGATGGCCAGGCTAACGACCTTGCCGGACGAGCTGAGAGGAG 
GTGCATGGCCGTCGTCAGCTCGTGCCGCGAGGTGTCCGGTTAAGTCCGGCAACGAGCGAGACCCCCACCCCTAGTTGCTACCCGGTCCTTCGGGACCGGGGGCAC 


555880 Bacteria_16S 2031293 2031211 14 96 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 2174445 2174383 34 96 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

555880 Bacteria_16S 2324894 2324812 14 96 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

555880 Bacteria_16S 2358042 2357980 34 96 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

555880 Bacteria_16S 2609904 2609842 34 96 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

555880 Bacteria_16S 2669188 2669106 14 96 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

555880 Bacteria_16S 2772682 2772620 34 96 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 3148744 3148662 14 96 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

555880 Bacteria_16S 3202165 3202083 14 96 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

555880 Bacteria_16S 3236901 3236839 34 96 gi| 219846763 |ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 3448532 3448470 34 96 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 3457819 3457757 34 96 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
555880 Bacteria_16S 3485078 3485016 34 96 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
555880 Bacteria_16S 3486645 3486583 34 96 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 3927795 3927733 34 96 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 4110390 4110328 34 96 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
555880 Bacteria_16S 2655769 2655688 15 96 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 2714149 2714084 31 96 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

555880 Bacteria_16S 3052536 3052471 31 96 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

555880 Bacteria_16S 3208151 3208070 15 96 gi|219846783|ref|NR_026375.1| Corynebacterium 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 


sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


555880 Bacteria_16S 3489769 3489704 31 96 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

555880 Bacteria_16S 3521505 3521440 31 96 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

555880 Bacteria_16S 200142 200049 1 96 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

555880 Bacteria_16S 280908 280815 1 96 gi| 265678873 |ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

555880 Bacteria_16S 511553 511460 1 96 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

555880 Bacteria_16S 759448 759355 1 96 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 


Proteobacteria; 
555880 Bacteria_ 


ATCC 49989 strain 
ATCC 49989 Bacter 


555880 Bacteria_ 
stellipolaris str 
stellipolaris Bac 
Alteromonas. 
555880 Bacteria_ 
strain LMG 21857 
Proteobacteria; 
555880 Bacteria_ 
strain SW-47 16S 
Proteobacteria; 


strain ATCC 35842 
Proteobacteria; 


strain CDC 8142 1 


B 


G 
G 
555880 Bacteria_16S 


G 
555880 Bacteria_16S 


6S ribosomal RNA, partial sequence 3874615 38761 


etaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 
16S 1505324 1505231 1 96 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ia; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
16S 1860874 1860781 1 96 gi|219878294|ref|NR_025433.1| Alteromonas 
ain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 
teria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
16S 1870035 1869942 1 96 gi|219878288|ref|NR_025427.1| Glaciecola polaris 
16S ribosomal RNA, partial sequence 1868909 1870393 Glaciecola polaris Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 
16S 2101799 2101706 1 96 gi|219878121|ref|NR_025260.1| Alteromonas marina 
ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 
3384353 3384260 1 96 gi|219846660|ref|NR_026252.1| Methylophaga marina 
16S ribosomal RNA, partial sequence 3383208 3384695 Methylophaga marina Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 
3875727 3875634 1 96 gi|219846312|ref|NR_025902.1| Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

555880 Bacteria_16S 3886594 3886501 1 96 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

555880 Bacteria_16S 4128734 4128641 1 96 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

555880 Bacteria_16S 4130223 41301301 96 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

555880 Bacteria_16S 4240096 4240003 1 96 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
555880 Bacteria_16S 1119 1024 1 96 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence xs 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

555880 Bacteria_16S 2658 2563 1 96 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

555880 Bacteria_16S 91665 91570 1 96 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

555880 Bacteria_16S 110089 109994 1 96 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

555880 Bacteria_16S 119420 119325 1 96 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 


cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 


118321 119772 Cellulosimicrobium 


cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 


555880 Bacteria_16S 
strain 136 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 
strain 55134 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 
epidermidis strain P159 16S ribosomal RNA, partial sequence 16233 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Brevibacterium. 
555880 Bacteria_16S 
strain ATCC 15468 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
555880 Bacteria_16S 
strain BG8 16S ribosomal RNA, partial sequence 


120921 120826 1 96 gi 


145232 145137 1 96 
ribosomal RNA, partial sequence 


Gi: 


163437 163342 1 96 gi 


178727 178632 1 96 gi 
partial sequence 
Aeromonadales; 


191000 190905 1 96 gi 


265678982 

119823 12132 
Micrococcineae; 
265678966 

144082 14559 
Micrococcineae; 
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265678944 
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265678936 
189853 19130 
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ref 


ref 


ref 


Ce 


Micrococcineae; 


NR_029290.1 


NR_029274.1 
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NR_029252.1 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 
lLlulomonadaceae; 


Cellulomonas. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 
Jonesiaceae; Jonesia. 


Brevibacterium 


4 163815 Brevibacterium epidermidis 
Brevibacteriaceae; 


Aeromonas punctata 


177564 179023 Aeromonas punctata Bacteria; 


ref 


Aeromonas. 


NR_029244.1 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

555880 Bacteria_16S 246298 246203 1 96 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

555880 Bacteria_16S 367285 367190 1 96 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 


fontislapidosi Bacteria; 


Idiomarina. 


555880 Bacteria_16S 
xylanilytica strain XIL11 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; 
Cellulomonadaceae; 
555880 Bacteria_16S 
hebeiensis strain 


Firmicutes; 


Bacteria; 


555880 Bacteria_16S 
strain HKI 0120 1 


555880 Bacteria_16S 
strain HKI 0119 1 


555880 Bacteria_16S 
H 1 16S ribosomal 


Clostridia; 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
636046 635951 1 96 gi| 265678627 |ref|NR_028932.1 
6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
637577 637482 1 96 gi|265678626|ref|NR_028931.1 
6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
643786 643691 1 96 gi| 265678622 |ref|NR_028927.1 
RNA, partial sequence 642624 644123 Sporomusa ovata Bacte 
Clostridiales; Veillonellaceae; Sporomusa. 
646914 646819 1 96 gi|265678620|ref|NR_028925.1 


555880 Bacteria_16S 
strain CMS90 16S ribosomal RNA, partial sequence 


Clostridia; 
555880 Bacteria_16S 

albertensis strain DSM 14366 16S ribosomal RNA, partial 
albertensis Bacteria; 
Acidithiobacillus. 
555880 Bacteria_16S 
strain LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 
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Proteobacteria; Gammaproteobacteria; Pseudomon 
555880 Bacteria_16S 
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gi 
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631483 631388 1 96 gi 
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265678790 
complete sequence 


265678786 
YIM 001 16S ribosomal RNA, partial sequence 

hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
555880 Bacteria_16S 
strain XILO8 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Xylanibacterium. 
555880 Bacteria_16S 
halotolerans strain YIM70084 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Nesterenkonia. 
555880 Bacteria_16S 
J18 16S ribosomal 
Actinobacteridae; 
555880 Bacteria_16S 
strain TMAO3 16S 


265678784 
405881 40739 
ococcineae; 


265678768 


265678740 
465880 467346 Rothi 


265678686 
548509 55004 


265678677 
sequence 562358 563851 
Acidithiobacillaceae; 


265678676 
563902 56532 
ococcineae; Mi 
265678643 
nce 612130 613627 Psychr 


265678630 
630349 631823 Kytoco 
Dermacoccaceae; 


Actinomycetales; 


ref 


ref 


ref 
sequence 


Actinomycetales; 


ref 


coccaceae; Ro 
ref 


Sporomusa. 
ref 


a; Acidithiob 


ref 


ref 


adales; Morax 


ref 


396579 398094 
Micrococcineae; 


402781 404300 
Actinomycetales; 


429128 430610 
Micrococcineae; Micrococcaceae; 


a amarae Bacteri 


NR_029095.1 


NR_029091.1 


NR_029089.1 


NR_029073.1 


NR_029045.1 
thia. 
NR_028991.1 
NR_028982.1 
acillales; 
NR_028981.1 


crobacteriac 
NR_028948.1 


ellaceae; Ps 
NR_028935.1 


eromonadales; Idiomarinaceae; 


Cellulomonas 
Cellulomonas 


Streptomyces 
Streptomyces 


Streptomycineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


Nesterenkonia 
Nesterenkonia 


Rothia amarae strain 
a; Actinobacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Acidithiobacillus 
Acidithiobacillus 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Psychrobacter 

obacter nivimaris 
ychrobacter. 

Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Sporomusa ovata strain 
ria; Firmicutes; 


Arthrobacter roseus 


645783 647259 Arthrobacter roseus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


555880 Bacteria_16S 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocur 


Actinobacteridae; 
555880 Bacteria_16S 


proteolyticus strain 116 16S ribosomal RNA, partial sequence 
proteolyticus Bacteria; 


Psychrobacter. 
555880 Bacteria_16S 
strain TOD45 16S 
Firmicutes; 
555880 Bacteria_16S 
strain RSA19 16S 
Firmicutes; 
555880 Bacteria_16S 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


555880 Bacteria_16S 


cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 


648446 648351 1 96 


655764 655669 1 96 
Proteobacteria; 


701141 701058 13 96 


ribosomal RNA, partial sequence 
Bacillales; 


Paenibacillaceae; 
702628 702545 13 96 


ribosomal RNA, partial sequence 
Bacillales; 


Paenibacillaceae; 
774733 774638 1 96 


782491 782396 1 96 


Promicromonosporaceae; Xylanimonas. 


555880 Bacteria_16S 


ferriphilum strain P3a 16S ribosomal RNA, partial sequence 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 


555880 Bacteria_16S 
strain ATCC 43541 
Firmicutes; 
555880 Bacteria_16S 


Clostridia; 


796199 796104 1 96 


829964 829869 1 96 


885842 885747 1 96 


gi 


gi 


Gammaproteobacteria; 


gi 
69 


Paenibacillus. 


gi 
70 


Paenibacillus. 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


gi 


strain VKM Ac-1799 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Rathayibacter. 
555880 Bacteria_16S 


911938 911843 1 96 


VKM Ac-1401 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


555880 Bacteria_16S 


algidixylanolyticum strain SPL73 16S ribosomal RNA, partial seque 
algidixylanolyticum Bacteria; 


555880 Bacteria_16S 


hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 


555880 Bacteria_16S 
sanguinis strain 


Brevibacterium. 
555880 Bacteria_16S 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 


Actinobacteridae; 
555880 Bacteria_16S 
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Nakamurella. 
555880 Bacteria_16S 


932028 931934 1 96 


Firmicutes; 
1060768 1060674 1 96 
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1133091 1132996 1 96 


1139156 1139061 1 96 


1161843 1161748 1 96 


1280932 1280837 1 96 


DSM 15272 16S ribosomal RNA, partial sequence 


Aeromicrobium. 
555880 Bacteria_16S 


strain NCIMB 703055 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


555880 Bacteria_16S 


thermoviolaceus subsp. thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceu 
Actinobacteridae; Actinomycetales; 


555880 Bacteria_16S 
maritimus strain 
Bacteria; 
555880 Bacteria_16S 


1299039 1298944 1 96 


1308146 1308079 29 96 


1423360 1423265 1 96 


1446520 1446425 1 96 


strain R7 16S ribosomal RNA, partial sequence 


555880 Bacteria_16S 


strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


555880 Bacteria_16S 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Clostridiales; 
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Firmicutes; 


1461433 1461338 1 96 


1491881 1491787 1 96 


Clostridia; 


Clostridia; 


Streptomycineae; 


gi 
91 
gi 


gi 


Deinococci; 


gi 


CF63 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


gi 


1279854 12812 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 
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gi 
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gi 
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gi 
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265678454 
88470 
Micr 


265678437 
0794 91228 


265678424 


265678337 
Thermal 
253680768 
11319 
Micr 
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ref|NR_028639.1 

1059624 106111 
es; Thermaceae; 
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odorifer Bacteria; 
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graminis Bacteria; 
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2 Prauserella alba Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Xylanimonas 
Xylanimonas 


Micrococcineae; 


Leptospirillum 


0 796555 Leptospirillum ferriphilum 


Selenomonas noxia 


3 830273 Selenomonas noxia Bacteria; 


Rathayibacter caricis 


1 886196 Rathayibacter caricis 
ococcineae; Microbacteriaceae; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Clostridium 

932385 Clostridium 
Clostridium. 
Marinithermus 

6 Marinithermus 
Marinithermus. 
Brevibacterium 
acterium sanguinis 


Brevibacteriaceae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Brevibacterium avium 
acterium avium Bacteria; 


eae; Brevibacterium. 
Streptomyces 
1 sequence 1307063 
nobacteria; 
es. 
Psychrobacter 


obacter maritimus 
ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 

rn; 

Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


ref|NR_026494.1 
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555880 Bacteria_16S 1547801 1547706 1 96 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

555880 Bacteria_16S 1571634 1571539 1 96 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
555880 Bacteria_16S 1603899 1603804 1 96 gi| 219878475 |ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

555880 Bacteria_16S 1670784 1670689 1 96 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 1722642 1722547 1 96 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

555880 Bacteria_16S 1724183 1724088 1 96 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

555880 Bacteria_16S 1763758 1763663 1 96 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

555880 Bacteria_16S 1769664 1769570 1 96 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

555880 Bacteria_16S 1772587 1772520 29 96 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
555880 Bacteria_16S 1774085 1774018 29 96 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 1789150 1789055 1 96 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

555880 Bacteria_16S 1801354 1801271 13 96 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

555880 Bacteria_16S 1826029 1825934 1 96 gi|219878319|ref|NR_025458.1| Psychrobacter 
marincola strain KMM 277 16S ribosomal RNA, partial sequence 1824887 1826314 Psychrobacter 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
555880 Bacteria_16S 1827507 1827412 1 96 gi|219878318|ref|NR_025457.1| Psychrobacter 
submarinus strain KMM 225 16S ribosomal RNA, partial sequence 1826365 1827792 Psychrobacter 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
555880 Bacteria_16S 1885502 1885407 1 96 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

555880 Bacteria_16S 1924742 1924647 1 96 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

555880 Bacteria_16S 1955239 1955144 1 96 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

555880 Bacteria_16S 2013527 2013432 1 96 gi| 219878187 |ref|NR_025326.1| Hyphomonas 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
555880 Bacteria_16S 2014987 2014892 1 96 gi| 219878186 |ref|NR_025325.1| Hyphomonas polymorpha 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

555880 Bacteria_16S 2026917 2026822 1 96 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

555880 Bacteria_16S 2035871 2035776 1 96 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

555880 Bacteria_16S 2057514 2057447 29 96 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
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555880 Bacteria_16S 2538284 2538189 1 96 gi|219857352|ref|NR_024940.1 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 25385 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
555880 Bacteria_16S 2539689 2539594 1 96 gi|219857351|ref|NR_024939.1 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 25399 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
555880 Bacteria_16S 2541019 2540924 1 96 gi|219857350|ref|NR_024938.1 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 25412 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
555880 Bacteria_16S 2563832 2563738 1 96 gi|219857335|ref|NR_024923.1 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 256415 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterale 
Helicobacter. 

555880 Bacteria_16S 2573000 2572905 1 96 gi| 219857286 |ref|NR_024917.1 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 257337 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiacea 
555880 Bacteria_16S 2577696 2577601 1 96 gi| 219857283 |ref|NR_024914.1 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensi 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
555880 Bacteria_16S 2579125 2579030 1 96 gi| 219857282 |ref|NR_024913.1 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
555880 Bacteria_16S 2588403 2588308 1 96 gi|219857276|ref|NR_024907.1 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 258874 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 
Nocardioidaceae; Friedmanniella. 
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lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Rhodanobacter. 

555880 Bacteria_16S 2626922 26268315 96 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

555880 Bacteria_16S 2715699 2715604 1 96 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

555880 Bacteria_16S 2748667 2748572 1 96 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al1-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
555880 Bacteria_16S 2780351 2780256 1 96 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

555880 Bacteria_16S 2795303 2795220 13 96 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

555880 Bacteria_16S 2970449 2970354 1 96 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

555880 Bacteria_16S 2981125 2981058 29 96 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 2987264 2987169 1 96 gi|219846932|ref|NR_026524.1]| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

555880 Bacteria_16S 2990320 2990225 1 96 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

555880 Bacteria_16S 3011511 3011416 1 96 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

555880 Bacteria_16S 3032763 3032668 1 96 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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555880 Bacteria_16S 


strain DSM 20032 


3416064 3415969 1 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
3454794 3454699 1 


96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


555880 Bacteria_16S 


polychromogenes s 
polychromogenes B 


3463910 3463815 1 96 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


555880 Bacteria_16S 


strain DSM 43205 


3473031 3472936 1 96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


555880 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


555880 Bacteria_16S 


strain DSM 20425 


3477615 3477520 1 96 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3503213 3503118 1 


96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


555880 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


555880 Bacteria_16S 


CIP 7430 
G 


strain 
Proteobacteria; 


555880 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


555880 Bacteria_16S 


thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 


555880 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


555880 Bacteria_16S 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 


3591759 3591676 13 96 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


3613089 3612994 1 96 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
3638635 3638568 29 96 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3640187 3640120 29 96 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 
3695072 3694977 1 


, 


’ 


96 gi 


ammaproteobacteria; Pasteurellales; Pa 
3722064 3721969 1 96 gi 


219846860 


3092041 30935 


ne 
219846664 


3377063 33785 
occineae 


oc 
219846649 


6S ribosomal RNA, partial sequence 3393663 33951 
occineae 


oc 
219846647 


16S ribosomal RNA, partial sequence 3396701 33981 
occineae 


oc 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


oc 
219846634 

34149 
ales; 


219846607 


16S ribosomal RNA, partial sequence 3453662 34551 
occineae 


oc 
219846600 
‘ea 
dae; 


219846594 


16S ribosomal RNA, partial sequence 3471913 34733 


nebacterin 
219846591 
al sequenc 
e; 


219846574 


16S ribosomal RNA, partial sequence 3502100 35035 


ococcineae 
219846515 
sequence 
ria; Rhodo 


219846497 
36119 
omonadacea 
219846480 
sequence 
idae; Acti 


219846479 
rtial sequ 


acteridae; 


219846441 


6S ribosomal RNA, partial sequence 3693916 36953 


steurellac 
219846420 
37209 


occineae; 


Micr 


al seque 
Actin 


Actinomycet 


ref|NR_026452.1| Kocuria rhizophila 
11 Kocuria rhizophila Bacteria; 


ococcineae; Micrococcaceae; Kocuria. 
3158090 3157995 1 96 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
ia; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

3182271 31821805 96 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

3194685 31945945 96 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
6S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

3203641 3203546 1 96 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 
ibosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

3321787 3321692 1 96 gi|219846705|ref|NR_026297.1| Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 

; Dermacoccaceae; Kytococcus. 
ref|NR_026241.1| Brevibacterium iodinum 
47 Brevibacterium iodinum Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_026236.1] Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 

3 Micrococcaceae; Arthrobacter. 
ref|NR_026226.1| Cellulomonas humilata 
64 3416365 Cellulomonas humilata 
ococcineae; Cellulomonadaceae; 


’ 


ref|NR_026199.1| Kocuria kristinae 
36 Kocuria kristinae Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 
omycetales; Micrococcineae; 


v 


ref|NR_026186.1] Rhodococcus opacus 
93 Rhodococcus opacus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 

ref |NR_026183.1| Rhodococcus 

e 3476498 3477971 Rhodococcus 

ales; Corynebacterineae; 


ref|NR_026166.1| Brevibacterium linens 
72 Brevibacterium linens Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_026107.1] Acetobacter 

3590670 3592148 Acetobacter 
spirillales; Acetobacteraceae; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026072.1 

3637554 363905 
nomycetales; Str 


Streptomyces 
3 Streptomyces 
eptomycineae; 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


Streptomyces 
3640605 Streptomyces 
Streptomycineae; 


4 


ref|NR_026032.1| Pasteurella aerogenes 
20 Pasteurella aerogenes Bacteria; 

eae. 
ref|NR_026011.1| Mycobacterium 
52 3722442 Mycobacterium hassiacum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


555880 Bacteria_16S 


3769545 3769450 1 


96 


gi 


michiganensis subspecies tessellarius strain 78181 16S 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


allosaccharophila 
allosaccharophila 
Aeromonas. 


555880 Bacteria_16S 


aggregatus strain 


Blastococcus. 


555880 Bacteria_16S 


strain ATCC 19812 


strain ATCC 25495 


Streptomyces. 


555880 Bacteria_16S 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
555880 Bacteria_16S 
strain CL-SP19 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Alteromonadales; 
555880 Bacteria_16S 


Streptomycetaceae; 


Bacteria; 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 


3813483 3813388 1 


3840756 3840661 1 


3919897 3919830 29 


3921478 3921411 29 


3923059 3922992 29 


3983869 3983774 1 


4009212 4009117 1 


Proteobacteria; 


Micrococcineae; Microbacteriaceae; 
555880 Bacteria_16S 


96 


96 


96 


96 


96 


96 


96 


strain 848 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
555880 Bacteria_16S 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 
alimentarius Bacteria; 


Psychrobacter. 


555880 Bacteria_16S 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 
555880 Bacteria_16S 


Nocardioidaceae; 


sanguinis strain 
sanguinis Bacteria; 


555880 Bacteria_16S 
permense strain VKM Ac-2280 16S 
Actin 


permense Bacteria; 
Brevibacterium. 


555880 Bacteria_16S 
strain KMM 3637 16S ribo 
Actinobacteria; Actinoba 
555880 Bacteria_16S 
KMM 3905 16S ribosomal R 
Actino: 
555880 Bacteria_16S 
strain CPJVR-H 16S ribos 
Actinobacteria; Actinoba 
555880 Bacteria_16S 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; 
555880 Bacteria_16S 


Actinobacteridae; 


strain CA15-8 16S 


Firmicutes; 


4022855 40227601 


Proteobacteria; 


4051608 4051513 1 


4083481 4083398 13 


4113536 41134411 


4121090 4120995 1 


4125710 4125615 1 


4127164 4127097 29 


4196269 41961741 


Proteobacteria; 
4200678 4200583 1 


4205178 4205111 29 


Bacillales; 


96 


96 


96 


96 


96 


96 


96 


omal RNA, partial sequence 
cteridae; Actinomycetales; 


96 


96 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
555880 Bacteria_16S 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 


96 


Clavibacter. 


gi 


gi 


B15 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


complete sequence 


gi 


16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 
39 


gi 
40 


gi 


Gammaproteobacteria; 


gi 


gi 


2301083 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


gi 


ribosomal RNA, partial 
obacteria; Actinobacteridae; Actinomyceta 


gi 


somal RNA, partial sequence 4119951 41214 
cteridae; Actinomycetales; Micrococcineae 


gi 


NA, partial sequence 4124587 4126026 Kocur 
mycetales; Micrococcineae; Micrococcaceae 


gi 


4126077 41275 
Streptomycinea 


gi 


Gammaproteobacteria; 


gi 


4199561 42010 


gi 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


Nocardiopsaceae; 


Streptomyces. 
555880 Bacteria_16S 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
555880 Bacteria_16S 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
555880 Bacteria_16S 


4217428 42173331 


127027 126965 34 


136135 136073 34 


96 


96 


96 


gi 


gi 


gi 


219846385 
ribosomal 


219846354 


strain CECT 4199 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219846335 


219846281 


219846280 
39203 


219846279 


219846236 
82735 39841 


219846217 
08054 40095 


219846208 


219846186 
Actinomyc 


219846164 


219846142 
sequence 


219846137 


219846133 


219846132 


219846078 


Oceano 
219846075 


219846072 


Actinomyc 


219846063 
Actinomy 


265678978 
12591 


Frankineae; 


Streptomycineae; 


sequence 3921948 392347 
Actinomycetales; 


Pseudomonadales; 


Paenibacillus. 


ref 
RNA, 


NR_025976.1 
ref|NR_025945.1 
Aeromonadales; 
ref 


NR_025925.1 


ref|NR_025871.1 


ref|NR_025870.1 


ref|NR_025869.1 


ref|NR_025826.1 
Idiomarina. 
ref|NR_025807.1 
Aeromonas. 
ref|NR_025798.1 

4021723 402321 


ref|NR_025776.1 
4050504 405187 
etales; Propioni 


ref|NR_025754.1 
4082348 408382 


ref |NR_025732.1 

4112427 411388 
les; Micrococcin 
ref|NR_025727.1 
; Brevibacteriac 
ref |NR_025723.1 
ia marina Bacter 


; Kocuria. 
ref|NR_025722.1 


e; Streptomyceta 
ref|NR_025668.1 
195136 419657 
spirillales; Hah 
ref|NR_025665.1 
31 Arthrobacter 
; Micrococcaceae 
ref |NR_025662.1 

4204078 420556 
etales; Streptom 


rs 


ref|NR_025653.1 

4216320 421777 
cetales; Strepto 
ref|NR_029286.1 


; Actinomycetace 


265678972 


gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 


partial sequence 


Clavibacter 
3768438 3769927 


Aeromonas 


3812327 3813828 Aeromonas 
Aeromonadaceae; 


Blastococcus 


3839632 3841072 Blastococcus aggregatus 
Geodermatophilaceae; 


Streptomyces tendae 


3918787 3920316 Streptomyces tendae Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces sampsonii 


67 3921897 Streptomyces sampsonii 
Streptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 
Idiomarinaceae; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 
omonadaceae; 


Psychrobacter 
6 Psychrobacter 


Moraxellaceae; 


Nocardioides 
7 Nocardioides 
bacterineae; 


Paenibacillus 
2 Paenibacillus 


Brevibacterium 
5 Brevibacterium 


eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Kocuria marina strain 
ia; Actinobacteria; 


Streptomyces africanus 


64 Streptomyces africanus Bacteria; 


ceae; Streptomyces. 
Zooshikella 

6 Zooshikella 

ellaceae; Zooshikella. 
Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Streptomyces 

5 Streptomyces 

ycineae; 


Nocardiopsis 
2 Nocardiopsis 


sporangineae; 


Actinomyces meyeri 


8 127358 Actinomyces meyeri Bacteria; 


ae; Actinomyces. 


ref|NR_029280.1 
135066 136444 


Actinomyces 
Actinomyces 


gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


555880 Bacteria_16S 226244 226162 14 96 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
555880 Bacteria_16S 227751 227669 14 96 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

555880 Bacteria_16S 2259257 229175. 14 96 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
555880 Bacteria_16S 297721 297639 14 96 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
555880 Bacteria_16S 368719 368657 34 96 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 428681 428619 34 96 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 436436 436374 34 96 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

555880 Bacteria_16S 525191 525129 34 96 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

555880 Bacteria_16S 538971 538889 14 96 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

555880 Bacteria_16S 554203 554141 34 96 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 573989 573927 34 96 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 579882 579820 34 96 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 596529 596467 34 96 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
555880 Bacteria_16S 599339 599277 34 96 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
555880 Bacteria_16S 600869 600807 34 96 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 608551 608489 34 96 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 623753 623691 34 96 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 639078 639016 34 96 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 


Bacteria; Proteob 


acteria; Gammaproteobacteria; Xanthomon 


555880 Bacteria_16S 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


657192 657130 34 96 gi 


s 
s Bacteria; Actinobacteria; Actinobacte 


Streptomyces. 


v 


265678612 
strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 


anth 
ref 


adales; X omonadaceae; 


Stenotrophomonas. 


NR_028917.1 


ridae; Actinomycetales; S 


Streptomyces 


treptomycineae; 


ACTAGGGGGACTGCCGGCGTAAGCCGGAGGAAGGAGGGGGCCACGGCAGGTCAGTATGCCCCGAAACCCCGGGGCTGCACGCGAGCTGCAATGGCGGGGACAGCG 
GGATCCGACCCCGAAAGGGGAAGGCAATCCCGTAAACCCCGCCCCAGTAGGGATCGAGGGCTGCAACTCGCCCTCGTGAACGTGGAATCCCTAGTAACCGCGTGT 
CACCAACGCGCGGTGAATACGTCCCTGCCCCTTGCACACACCGCCCGTCGCGCCACCCGAGGGAGCCCCCAACGAGGCCTCTTCTTTCCAGGGTAACCCCCTGGG 
GAGGGGAGGACGAGTTGGGGGCTCCCGAGGGGGGCGAAGTCGTAACAAGGTGGCCGTAGGGGAACCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGACCCGACCGCTATCGGGGTAGCACTAAGCCATGGGAGTCGTACACCCCCGGGCAAGGGGGTGTGGCGGACGG 
CTGAGTAACACGTGGCTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGATAATCCCCCATAGGGGAGGAGTCCTGGAACGGTTCCTCCCTTAAAAG 
GGTATGGGCTATTTCCCGCTCATACCCGCCCGAGGATGGGGCTGCGGCCCATCAGGCTGTTGGCGGGGTAACGGCCCGCCAAACCTATAACGGGTAGGGGCCGTG 
GGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGCCCTACGGGGCGCACCAGGCGGGAAACGTCCCCAATGCGCGAAAGCGTGAGGGCGCTACCCCG 
AGTGCCCCCGTAAGGGGGCTTTTCCCCGCTCTACAAAGGCGGGGGAATAAGCGGGGGGCAAGTCTGGTGTCAGCCGCCGCGGTAACACCAGCTCCGCGAGTGGTC 
GGGACGCTTACTGGGCCTAAAGCGCCTGTAGCCGGCCCACTAAGTCGCCCCTTAAAGACCCGGGCTCAACCCGGGAAATGGGGGCGATACTGGTGGGCTAGGGGG 
CGGGAGAGGCTAGGGGTACTCCCAGAGGAGGGGCGAAATCCGTAGATCCTGGGAGGACCACCAGTGGCGGAGGCGCCTAGCTAGAACGCGCCCGACGGTGAGAGG 
CGAAAGCCGGGGCAGCAAATGGGATTAGATACCCCAGTAGTCCCGGCTGTAAACGATGCGGGCTAGGTGTCAGGTGGGCTTAGAGCTCACCTGGTGCCGCAGGGA 
AGCCGTTAAGCCCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAACCTGCGGCTCAATTGGAGTCA 
ACGCCTGGAATCTTACCGGGGGAGACCGCAGGATGACGGCCAGGCTAACGACCTTGCCTGACTCGCGGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGA 
AATGTCCTGTTAAGTCAGGCAACGAGCGAGACCCCCACCCCTAGTTGGTATCCCCATCTCCGGATGGGGGCCACACTAGGGGGACTGCCGCCGTAAGGCGGAGGA 
AGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAAACCCCCGGGCCGCACGCGGGTTACAATGGCAGGGACAGCGGGATTGCGACCCCGAAAGGGGGAGCCAATCC 
CCCAAACCCTGCCGCAGTTGGGATCGAGGGCTGAAACCCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCGGGTCAACAACCCGCGGTGAATACGTCCCTGCTC 
CTTGCACACACCGCCCGTCGCTCCACCCGAGAGAGGAAGGGGTGAGGTCCCCTGCGATGAGTGGGGGATCGAACTCCTTCCTCTCGAGGGGGGAGAAGTCGTAAC 
AAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAATTATTCCGGTTGAT 
CCTGCCGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTCGCACGGGCTTAGACCCGTGGCGTATAGCTCAGTAACACGTGGCCAAACTACCCTATAG 
ACCATGATAACCTCGGGAAACTGAGGCTAATCGTGGATATCGCATTCACGCTTGAACTGCCGAATGCGAGAAACGTTCCGGCGCTATAGGATGTGGCTGCGGCCG 
ATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTGGTGACAGCCAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGG 
GGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAGGGGGACTCCGAGTGCGAGGGCATATAGCCCTCGCTTTTTTCGACCCTAAGGTGGTCGACG 
AATAAGGACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGTCCGAGTGATGGCCGCTGTTATTGGGCCTAAAGCGTCCGTAGCTTGCCGTGAAAGT 
CTATCGGGAAATCGACGCGCTCAACGCGTCGGCTTCCGGTGGAAACTGCACGGCTTGGGGCCGGAAGACTCAGCGGGTACGTCTGGGGTAGGAGTGAAATCCTGT 
AATCCTGGACGGACCACCAATGGCGAAAGCACGCTGAGAAGCCGGACCCGACAGTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCT 
GGCCGTAAACGATGCTCGTTAGGTCTGCCGTGCACTACGAGTGCACGGTGAGCCGAAGTGAAGACGATAAACGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAA 
ACTTAAAGGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCGGTCCCGACAGTAATAACGACGGTCAG 
CTTGACGAGCTTACCCGAGTTACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCATCCTGTTAAGTCAGGTAACGAGCGAGACCCGCATCTGTA 
GTTGCCAGCGATACCCTTGTGGTAGTCGGGTACACTACAGAGACCGCCGACGCTAAGTCGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGGACC 
GGGCAACACGCGGGCTACAATGGTCGAGACAATGGGTTGCGATACCGAGAGGTAGAGCTAATCTCCCAAACTCGGTCGTAGTTCGGATTGTGGGCTGAAACTGGC 
CCTCATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGG 
ATGAGGCCATCATGCGATGGTCAAATCTGCTCGCATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCC 
GGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTCAGACTCGTAGCATATAGCTCAGTAACACGTGGCCAAACTACCCTACAGACCGCG 
ATAACCTCGGGAAACTGAGGCCAATAGCGGATACAACTCTCAGACTGGAGTATCGAGAGTTAGAAACGTTCCGGCGCTGTAGGATGTGGCTGCGGCCGATTAGGT 
AGATGGTGGGGTAACGGCCCACCATGCCGATAATCGGTACAGGTTGTGAGAGCAAGAGCCTGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAG 
CAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAGGGGGGCTCCGAGTGTGAGGGCATATAGCCCTCGCTTTTCTGTACCGTAAGGTGGTACAGGAACAAGG 
ACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGTCCAAGTGATGGCCGATATTATTGGGCCTAAAGCGTCCGTAGCTTGCTGTGTAAGTCCATTGG 
GAAATCGACCAGCCCAACTGGTCGGCGTCCGGTGGAAACTACACAGCTTGGGGCCGAGAGACTCAACGGGTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTG 
GACGGACCACCAATGGGGAAACCACGTTGAGAGACCGGACCCGACAGTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTA 
AACAATGCTCGCTAGGTATGTCACGCGCCATGAGCACGTGATGTGCCGTAGTGAAGACGATAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAA 
GGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCGGTCCCGACAGTAGTAATGACGGTCAGGTTGACG 
ACTTTACTCGACGCTACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACACTTCTAGTTGCC 
AGCAACACCCCTGCGGTGGTTGGGTACACTAGGAGGACTGCCATTGCTAAAATGGAGGAAGGAATGGGCAACGGTAGGTCAGTATGCCCCGAATGGACCGGGCAA 
CACGCGGGCTACAATGGCTATGACAGTGGGATGCAACGCCGAGAGGCGACGCTAATCTCCAAACGTAGTCGTAGTTCGGATTGCGGGCTGAAACCCGCCCGCATG 
AAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGC 
CGTCATGCGACGGTCGAATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGAGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCAT 
ACTCGTGGCGAAAAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTGAGGCTAATAGTTCATACGGGAGTCATGCTGGAATGC 
CGACTCCCCGAAACGCTCAGGCGCTGTAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGC 
AAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGAAAGTCGATTAAGGGGACCCCAAGTGC 
GAGGGCATATAGTCCTCGCTTTTCTCGACTGTAAGGCGGTCGAGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATG 
ACCGATATTATTGGGCCTAAAGCGTCCGTAGCCGGCCACGAAGGTTCATCGGGAAATCCGCCAGCTCAACTGGCGGGCGTCCGGTGAAAACCACGTGGCTTGGGA 
CCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGGG 
ACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGTGTGGCACAGGCTACGAGCCTGTGTGTGCCGTAGGAA 
GCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAA 
CGCCGGACATCTCACCAGCTCCGACTACAGTGATGACGATCAGGTTGATGACCTTATCACGACGCTGTAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGT 
GAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTTCTAATTGCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCGG 
AGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGTCGAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAA 
TCTCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCCCTG 
CTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACACACGGTGGTCGAATCTGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTA 
GCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAG 
GTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTCGCACGAGTTTAGACTCGTGGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATAGATCCGGCCAA 
CCTCGGGAAACTGAGGCTAATCCGGAATAACGCTTTCAGCCTGGAGTGGCGAGAGCGTGAAACGTCCGGCGCTATAGGATGTGGCTGCGGCCGATTAGGTAGACG 
GTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGC 
GCGAAACCTTTACACTGCACGCGAGTCGATTAAGGGGACTCCAGGTGCGAGGGCATATAGTCCTCGCTTTTCTCAACCGTAGGGAGGTTGAGGAACAAGTGCTGG 
GCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACAAGTGATGACCGCTGTTATTGGGCCTAAAGCGTCCGTAGCTGGCCAGACAAGTTCATCGGGAAAT 
TCGCGCGCCTAACGCGCAGGCGTCCGGTGGAAACTGCCTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCTAGACGG 
ACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGA 
TGTCTGCTAGGTGTAACACAGGCTACGAGCCTGTGTTGTCCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAAT 
TGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAGTGTGCAGTGACGGTCAGTGTGATGAGCT 
TACCTGAGCCACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACCCTTAATTGCCAGCAA 
CAACCTTGTGGTGGTTGGGTACATTAAGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGC 


555880 Bacteria_16S 


botniense strain 


Mycobacterium. 


555880 Bacteria_16S 
paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Gordonia. 
555880 Bacteria_16S 


Gordoniaceae; 


714455 714393 34 96 gi 


777826 777764 34 96 gi 


787026 786964 34 96 gi 


265678573 
E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678528 
sequence 


265678521 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 


Streptomyces. 


555880 Bacteria_16S 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
555880 Bacteria_16S 
danicus strain DB4 16S ribosomal RNA, partial sequence 
Firmicutes; 
555880 Bacteria_ 
strain JCM 4837 1 


Bacteria; 


sphenisci strain 


sphenisci Bacteri 


str. 


coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 1488823 1488761 34 96 gi|219857134|ref|NR_024762.1 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 148922 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 1490373 1490311 34 96 gi| 219846947 |ref|NR_026539.1 


strain IBS G15036 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Corynebacterium. 


555880 Bacteria_ 
afermentans subsp. 


Actinomycetales; 


555880 Bacteria_ 
strain ATCC 35185 


Bacteria; 


555880 Bacteria_16S 1559621 1559559 34 96 gi|219846192 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Ac 


Streptomycetaceae; Kitasatospora. 
555880 Bacteria_16S 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 


Twist 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_ BS 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 142681 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
555880 Bacteria_ 
coelescens strain 


Firmicutes; 
555880 Bacteria_ 
paranensis strain HKI 0190 16S ribosomal RNA, partial s 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 


Streptomyces. 


855521 855459 34 96 gi 


876711 876649 34 96 gi 


969077 969015 34 96 gi 


Kitasatospora. 


1034869 1034807 34 96 gi 


Bacillales; 


16S 1086084 1086022 34 96 gi 


16S 1134559 1134477 14 96 


gi 


16S 1317323 1317261 34 96 gi 


16S 1426389 1426327 34 96 gi 


Streptomyces. 
16S 1427954 1427892 34 96 gi 
AS 4.1594 16S ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 


16S 1500865 1500803 34 96 gi 


16S 1524877 1524815 34 96 gi 
16S ribosomal RNA, partial sequence 
Clostridia; 


1556633 1556571 34 


16S 96 gi 


1589917 1589855 34 96 gi 


1591465 1591403 34 96 


gi 


Corynebacterineae; Corynebacteriaceae; C 


Clostridiales; Veillone 


Strept 


265678475 


265678461 


265678398 


265678355 


Streptomycineae; 


Actinomycetales; 


ref |NR_028878.1 


ref|NR_028832.1 


ref |NR_028825.1 


ref|NR_028778.1 


ref |NR_028764.1 


ref |NR_028700.1 
967981 969477 


ref|NR_028657.1 


776745 778221 
Actinomycetales; 


785920 787418 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
555880 Bacteria_16S 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 
555880 Bacteria_16S 
scopiformis strain A25 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


854408 855931 
Actinomycetales; 


Mycobacterium 


713359 714869 Mycobacterium botniense 


Corynebacterineae; Mycobacteriaceae; 


Gordonia 
Gordonia 


Corynebacterineae; 


Streptomyces 
Streptomyces 


Streptomycineae; 


Propionibacterium 
Propionibacterium 


Propionibacterineae; 


Streptomyces 


875686 877087 Streptomyces scopiformis 
Streptomycetaceae; 


Kitasatospora 
Kitasatospora 


Streptomycineae; 


Aneurinibacillus 


1033771 1035187 Aneurinibacillus danicus 


Paenibacillaceae; Aneurinibacillus 
265678319 
6S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_ 


228715851 
1316224 13177 


224581440 
sequence 


es; 


219846622 
afermentans strain CIP 103499 16S ribo 
Corynebacterium afermentans subsp. 


uence 


219878485 


219878484 


Micrococcineae; 
224581441 


1489276 1490698 Coryne 
Corynebacterineae; 


somal RNA, complete sequ 
afermentans Bacteria; Actinobacteria; Actinobacteridae; 
orynebacterium. 
219857527 

1523742 1525238 Seleno: 
llaceae; 
219846194 
eq 


Actinomycetales; 


tinomycetales; 


group; 


ref|NR_028621.1 


ref|NR_028015.1 


133500 113488 


R 


ref|NR_027540.1 


ref|NR_027223.1 


ref|NR_027222.1 
1426862 142837 


Cc 


ref|NR_026214.1 


ref|NR_025115.1 
Selenomonas. 
ref |NR_025784.1 
1555586 155703 
Streptomy 


ref|NR_025782.1 
1558576 156000 
Streptomy 


ref|NR_025624.1 


Aneurinibacillus. 


Streptomyces tauricus 


tauricus Bacteria; 
Streptomycineae; Streptomycetaceae; 
253680767 
CECT 5990 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacteriaceae; Corynebacterium. 
555880 Bacteria_ 


Streptomyces. 
Corynebacterium 
1 Corynebacterium 


Corynebacterineae; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 
Tropheryma. 


Streptomyces 
1 Streptomyces 


Streptomycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


Streptomyces rimosus 
5 Streptomyces rimosus 
tomycineae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Corynebacterium 
ence 1499786 1501111 


Selenomonas sputigena 
monas sputigena 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 


cineae; 


Streptomyces catenulae 


40 Streptomyces catenulae Bacteria; 
omycineae; Streptomycetaceae; 


Streptomyces. 


ref |NR_025623.1 
1590391 159188 


Streptomyces 
8 Streptomyces 


tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


Streptomycineae; 


555880 Bacteria_16S 1593013 1592951 34 96 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 1594559 1594497 34 96 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 1596106 1596044 34 96 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 1597654 1597592 34 96 gi|219878480|ref|NR_025619.1| Streptomyces niger 


strain DSM 43049 


555880 Bacteria_16S 
olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae; Streptomyces. 
555880 Bacteria_16S 
strain DSM 40597 


555880 Bacteria_16S 
purpurogeneiscler 


Streptomycineae; Streptomycetaceae; 
555880 Bacteria_16S 
litoralis strain 
litoralis Bacteria; Proteobacteria; 
555880 Bacteria_16S 
atypicum strain R2070 16S ribosomal 
Bacteria; Actinob 
Corynebacterium. 
555880 Bacteria_16S 
vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; Actinomyces. 
555880 Bacteria_16S 
longisporus strai 
longisporus Bacte 
Streptomycetaceae; Streptomyces. 
555880 Bacteria_16S 
LMG 19981 16S rib 
Proteobacteria; G 
555880 Bacteria_16S 
vibrioides strain 
vibrioides Bacteria; 
555880 Bacteria_16S 
strain DSM 2875 1 
Firmicutes; Clostridia; 
555880 Bacteria_16S 

strain DSM 5090 1 
Firmicutes; Clostridia; 
555880 Bacteria_16S 

strain CCUG 41709 


Firmicutes; 


555880 Bacteria_16S 
smegmatis strain 
smegmatis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium. 
555880 Bacteria_16S 
simulans strain U 
Bacteria; Actinob 
Corynebacterium. 
555880 Bacteria_16S 
reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae; Streptomyces. 
555880 Bacteria_16S 


us Bacteria; Actinobacteria; Actinobac 


1600750 1600688 34 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
1602298 1602236 34 
oticus strain DSM 43156 16S ribosomal 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


1634083 1634021 34 
DSM 15406 16S ribosomal RNA, partial s 


1710396 1710334 34 
acteria; Actinobacteridae; Actinomycet 


1736225 1736163 34 
ain R10176 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


1775577 1775515 34 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


1815203 1815141 34 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1880733 1880671 34 

FKBS1 16S ribosomal RNA, 


1882313 1882251 34 
6S ribosomal RNA, partial sequence 1881182 18827 

Clostridiales; Veillonellaceae; 
1883889 1883827 34 
6S ribosomal RNA, partial sequence 1882756 18842 

Clostridiales; Veillonellaceae; 
1907973 1907911 34 
16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
2034305 2034223 14 
ATCC 19420 16S ribosomal RNA, partial 


2037362 2037300 34 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2055998 2055936 34 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


2078899 2078837 34 


Streptomyces. 


Ss 
96 gi 
Ss 
96 gi 
partial sequence 

no 
96 gi 
se 
Actinobacteridae; Act 


96 gi 
nc 


al 


e 
es; 
96 gi 
ti 
da 


al 
e; 


96 gi 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
1599202 1599140 34 
us strain DSM 40595 16S ribosomal RNA, 


poromusa 
219878277 


poromusa 
219878258 


19 


mycineae 
219878172 
quenc 
inomy 


219878170 


20 
Cc 


219878154 


se 
Ac 


219878137 


06868 


’ 


e 


cetal 


362 
ory 


84 
ne 


que 
tin 


ne 
om 


granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 


77 Streptomyces 


73 Streptomyces 


ref 
88 Sporomusa malonica Bacteria; 


ref 


ref 


ref 


ref 


ref 


v 


NR_025416.1 


NR_025397.1 
1908267 Actino 
Actinomycetace 
NR_025311.1 
2033216 203470 
es; Corynebact 


’ 


NR_025309.1 
2037751 Coryne 
bacterineae; C 


NR_025293.1 
205497 
etales; Stre 


e 
yc 


niger Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
96 gi|219878479|ref|NR_025618.1| Streptomyces 
partial sequence 1598128 1599625 Streptomyces 
teridae; Actinomycetales; Streptomycineae; 
96 gi|219878478|ref|NR_025617.1| Streptomyces violens 


violens Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
96 gi|219878477|ref|NR_025616.1| Streptomyces 
RNA, partial sequence 1601224 1602721 


Actinobacteridae; Actinomycetales; 


96 gi|219878454|ref|NR_025593.1| Oceanisphaera 
equence 1632974 1634479 Oceanisphaera 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 
96 gi|219878401|ref|NR_025540.1| Corynebacterium 
RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
ales; Corynebacterineae; Corynebacteriaceae; 
96 gi| 219878384 |ref|NR_025523.1| Actinomyces 
sequence 1735130 1736622 Actinomyces 
e; Actinomycetales; Actinomycineae; 
96 gi|219878353|ref|NR_025492.1| Streptomyces 
sequence 1774532 1775979 Streptomyces 
Actinomycetales; Streptomycineae; 
96 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
1814099 1815595 Fulvimonas soli Bacteria; 
anthomonadaceae; Fulvimonas. 
96 gi|219878279|ref|NR_025418.1| Propionispora 
complete sequence 1879598 1881131 Propionispora 
Clostridia; Clostridiales; Veillonellaceae; Propionispora. 
96 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Sporomusa malonica 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Mycobacterium 

2 Mycobacterium 
erineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


NR_025276.1 
2077807 207932 


Propionibacterium 
0 Propionibacterium 


granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 


555880 Bacteria_ 
strain DSM 43030 


Actinobacteria; Actinoba 


555880 Bacteria_ 
elongatus strain 


elongatus Bacteri 


Microbulbifer. 
555880 Bacteria_ 
tokaiense strain 


tokaiense Bacteri 


Mycobacteriaceae; 
555880 Bacteria_ 
poriferae strain 


poriferae Bacteri 


Mycobacteriaceae; 
555880 Bacteria_ 


strain ATCC 51384 
Actinobacteria; Actinoba 


555880 Bacteria_ 


palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 


555880 Bacteria_ 
strain YIM 90001 


16S 2110911 2110849 34 
16S rib 


96 2 


gi 
cteridae; Actinomycetales; Stre 
16S 2116996 2116934 34 96 gi 
DSM 6810 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


2 


, 


16S 
ATCC 27 
a; Acti 
Mycobacterium. 
16S 2133637 2133555 14 
ATCC 35087 16S 
a; Acti 
Mycobacterium. 
16S 2136668 2136586 14 96 gi 
16S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
2139693 2139631 34 96 gi 
train 1Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
e; Amycolatopsis. 

16S 2150264 2150202 34 


2132134 2132052 14 
282 16S 


96 gi|2 


ribosomal RNA, partial 


96 gi 
ribosomal RNA, partial 


16S 


96 gi 


pt 


qu 


se 
nobacteria; Actinobacteridae; Act 


219857646 
se 
nobacteria; Actinobacteridae; Act 


219857644 


ne 


219857635 
16S ribosomal RNA, partial sequence 2149165 21506 


19873436 


osomal RNA, partial sequence 2109822 21113 
omycinea 


19857657 
ence 


19857647 
quence 


quence 


21355 


quence 
e; 


Alteromo 


inomycet 


inomycet 


bacterin 
219857642 
se 


da Actin 


Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025246.1| Microbulbifer 

115900 2117390 Microbulbifer 

nadales; Alteromonadaceae; 


ref|NR_025250.1 


Ny 


36.1 
8 


ref |NR_0252 
2131039 21324 
ales; Corynebac 


Mycobacterium 
9 Mycobacterium 
erineae; 


’ 


35.1 
8 


ref |NR_0252 
2132540 21339 
ales; Corynebac 


Mycobacterium 
9 Mycobacterium 
erineae; 


v 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref |NR_025231.1 

2138615 214004 
omycetales; Pseu 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 

Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
555880 Bacteria_16S 2247140 2247078 34 96 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 2248717 2248655 34 96 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 2257905 2257843 34 96 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 2771142 2771080 34 96 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
555880 Bacteria_16S 2774217 2774155 34 96 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
555880 Bacteria_16S 2775755 2775693 34 96 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
555880 Bacteria_16S 2777292 2777230 34 96 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 2831474 2831412 34 96 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 2833012 2832950 34 96 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
555880 Bacteria_16S 2843650 2843588 34 96 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

555880 Bacteria_16S 2978053 2977991 34 96 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

555880 Bacteria_16S 2979585 2979523 34 96 gi|219846937|ref|NR_026529.1| Streptomyces 


thermolineatus strain A1484 16S ribosomal RNA, partial sequence 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


2978510 2979990 Streptomyces 
Streptomycineae; 


555880 Bacteria_16S 2988757 2988695 34 96 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

555880 Bacteria_16S 3058694 3058632 34 96 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

555880 Bacteria_16S 3096203 3096141 34 96 gi|219846858|ref|NR_026450.1| Ruminobacter 
amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; Ruminobacter. 
555880 Bacteria_16S 3097768 3097706 34 96 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 3105176 3105114 34 96 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
555880 Bacteria_16S 3115712 3115630 14 96 gi| 219846845 |ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

555880 Bacteria_16S 3120288 3120226 34 96 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 3176193 3176131 34 96 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 3179289 3179227 34 96 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 3206607 3206545 34 96 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

555880 Bacteria_16S 3214105 3214043 34 96 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 3215630 3215568 34 96 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

555880 Bacteria_16S 3352148 3352086 34 96 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 
555880 Bacteria_16S 3430882 3430820 34 96 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 3432254 3432192 34 96 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 3433702 3433640 34 96 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

555880 Bacteria_16S 3435060 3434998 34 96 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 3450099 3450037 34 96 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

555880 Bacteria_16S 3479134 3479072 34 96 gi|219846590|ref|NR_026182.1| Actinomyces georgiae 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 3479443 Actinomyces georgiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


555880 Bacteria_16S 


strain NCTC 11636 


3482067 3482005 34 


96 


16S ribosomal RNA, partial sequence 


gi|219846588|ref|NR_026180.1| Actinomyces howellii 
3480966 3482380 Actinomyces howellii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


555880 Bacteria_16S 
DSM 40221 16S ribosomal RNA, partial sequence 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
555880 Bacteria_16S 
DSM 44069 16S ribosomal RNA, partial sequence 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


mashuensis strain 
Streptomycetaceae; 


municipale strain 


3491273 3491211 34 


3494358 3494296 34 


Pseudonocardiaceae; Thermocrispum. 


555880 Bacteria_16S 
strain ATCC 51856 16S ribosomal RNA, partial sequence 


3498789 3498727 34 


96 


96 


96 


gi| 219846582 |ref|NR_026174.1| Streptomyces 
3490176 3491693 Streptomyces 
Streptomycineae; 
gi|219846580|ref|NR_026172.1| Thermocrispum 
3493260 3494588 Thermocrispum 
Pseudonocardineae; 
gi| 219846577 |ref|NR_026169.1| Actinomyces radingae 
3497692 3499120 Actinomyces radingae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


555880 Bacteria_16S 


3506255 3506173 14 


96 


gi|219846572|ref|NR_026164.1| Microbacterium barkeri 


strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
555880 Bacteria_16S 


strain ATCC 43910 


Mycobacterium. 


555880 Bacteria_16S 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
555880 Bacteria_16S 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
555880 Bacteria_16S 
strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
555880 Bacteria_16S 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 


Streptomycetaceae; 


Streptomycetaceae; 


Streptomycetaceae; 


diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
555880 Bacteria_16S 


Streptomycetaceae; 


strain RL-34 16S 


ribosomal RNA, 


3637111 3637029 14 


3641751 3641689 34 


3643276 3643214 34 


3644808 3644746 34 


3924634 3924572 34 


3926215 3926153 34 


3929376 3929314 34 


4000179 4000117 34 


96 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


96 


96 


96 


96 


96 


96 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 


96 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
555880 Bacteria_16S 


4111956 4111894 34 


96 


strain DSA1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
555880 Bacteria_16S 


olivochromogenes 
olivochromogenes 
Streptomycetaceae; 


strain B7319 16S 


Burkholderia; 


Desulfocapsa. 


555880 Bacteria_16S 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
555880 Bacteria_16S 


pyrrocinia strain 
Bacteria; 


4202127 4202065 34 


4203625 4203563 34 


20727 20674 43 


97940 97875 31 
Proteobacteria; 


238524 238471 43 


240071 240018 43 


Burkholderia cepacia complex. 


555880 Bacteria_16S 


241657 241604 43 


96 


strain DSM 40451 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
555880 Bacteria_16S 


96 


ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 
multivorans strain Struelens 16S ribosomal RNA, partial 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 
555880 Bacteria_16S 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; 


96 


96 


Deltaproteobacteria; 


96 


96 


2327 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


96 


strain 717 16S ribosomal RNA, partial sequence 


Microbacterium. 
gi|219846481|ref|NR_026073.1| Mycobacterium duvalii 
3636002 3637503 Mycobacterium duvalii 
Corynebacterineae; Mycobacteriaceae; 
gi|219846478|ref|NR_026070.1| Kitasatospora 
3640656 3642130 Kitasatospora 
Actinomycetales; Streptomycineae; 
gi|219846477|ref|NR_026069.1| Kitasatospora 
3642181 3643662 Kitasatospora 
Actinomycetales; Streptomycineae; 


gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
3643713 3645193 Kitasatospora azatica Bacteria; 
Streptomycineae; Streptomycetaceae; Kitasatospora. 
gi|219846278|ref|NR_025868.1| Streptomyces 
complete sequence 3923529 3925059 Streptomyces 
Streptomycineae; 


gi|219846277|ref|NR_025867.1| Streptomyces 
complete sequence 3925110 3926640 Streptomyces 
Streptomycineae; 


gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
3928271 3929800 Streptomyces scabiei Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
gi|219846225|ref|NR_025815.1| Silanimonas lenta 
3999120 4000501 Silanimonas lenta Bacteria; 
Silanimonas. 
gi|219846144|ref|NR_025734.1| Kribbella solani 
4110861 4112376 Kribbella solani Bacteria; 
Nocardioidaceae; Kribbella. 
NR_025664.1| Streptomyces 
4201082 4202529 Streptomyces 
Actinomycetales; Streptomycineae; 


gi|219846074|ref 


gi|219846073|ref|NR_025663.1| Streptomyces aureus 
4202580 4204027 Streptomyces aureus Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
gi|265679050|ref|NR_029358.1| Burkholderia 
sequence 19628 21106 Burkholderia 


Burkholderiales; Burkholderiaceae; 


gi|265678998|ref|NR_029306.1| Desulfocapsa 
96815 98277 Desulfocapsa 
Desulfobacterales; Desulfobulbaceae; 
gi|265678903|ref|NR_029211.1| Burkholderia glumae 
glumae Bacteria; 
Burkholderia. 
gi|265678902|ref|NR_029210.1| Burkholderia 
239017 240544 Burkholderia pyrrocinia 


Burkholderia; 


gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
240595 242072 Burkholderia cepacia Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 


complex. 
555880 Bacteria_ 


delbrueckii subsp 


16S 380865 380800 31 96 gi 


indicus strain NCC725 16S ribosomal 


265678801 
RNA, parti 


ref 
als 


NR_029106.1 
equence 


Lactobacillus 
379741 381255 


Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 
Lactobacillus. 
555880 Bacteria_16S 387023 386958 31 96 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
555880 Bacteria_16S 391589 391536 43 96 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
555880 Bacteria_16S 575495 575442 43 96 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
555880 Bacteria_16S 587470 587417 43 96 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
555880 Bacteria_16S 593478 593413 31 96 gi|265678657|ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
555880 Bacteria_16S 629963 629879 11 96 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 
555880 Bacteria_16S 681541 681476 31 96 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
555880 Bacteria_16S 682946 682881 31 96 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
555880 Bacteria_16S 760974 760909 31 96 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
strain V33 16S ribosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
555880 Bacteria_16S 853966 853901 31 96 gi| 265678477 |ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 
555880 Bacteria_16S 863270 863205 31 96 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 
555880 Bacteria_16S 893339 893286 43 96 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
555880 Bacteria_16S 894874 894821 43 96 gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
555880 Bacteria_16S 896409 896356 43 96 gi| 265678447 |ref|NR_028749.1| Pandoraea apista 


strain LMG 16407 
Proteobacteria; 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
555880 Bacteria_16S 
strain S5b2 16S r 
B 
555880 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 


Proteobacteria; 


Desulfobacca. 


555880 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


555880 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


555880 Bacteria_16S 


DSM 9946 16S ribo 


555880 Bacteria_16S 


B 
555880 Bacteria_16S 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1163300 1163247 43 96 gi 


Deinococci; Thermales; 
1360014 1359961 43 


Thermaceae; 


16S ribosomal RNA, partial sequence 895318 89680 


1100149 11015 
Clostridiu 


somal RNA, partial sequence 1162257 1163688 Meiot 
Deinococcus-Thermus; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
908768 908703 31 96 gi|265678439|ref|NR_028741.1 
S ribosomal RNA, partial sequence 907717 909160 Erythrobacter 
Sphingomonadales; Erythrobacteraceae; Erythr 
1002963 1002898 31 96 gi|265678376|ref|NR_028678.1 
ibosomal RNA, partial sequence 1001834 10033 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 
1027226 1027161 31 96 gi|265678360|ref|NR_028662.1 
n ASRB2 16S ribosomal RNA, partial sequence 1026088 102759 
ria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; S 
1074186 1074121 31 96 gi| 265678328 |ref|NR_028630.1 
ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosp 
acteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadacea 
1101191 1101126 31 96 gi|265678309|ref|NR_028611.1 


228720981 


228720024 


96 gi 


hermus silvanus 
Meiothermus. 


ref |NR_027600.1 


ref |NR_027587.1 


thailandensis strain E264 16S ribosomal RNA, partial sequence 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; pse 


udomallei group. 


2 Pandoraea apista Bacteria; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 
m. 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Burkholderia 


1358923 136041 


0 Burkholderia 


555880 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


555880 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


555880 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


555880 Bacteria_16S 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 


555880 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


555880 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


555880 Bacteria_16S 


strain SE3104 16S 


Proteobacteria; Alphaproteobacteria; Rh 
555880 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


555880 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


555880 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


555880 Bacteria_16S 


strain SW-46 16S 
Proteobacteria; A 


555880 Bacteria_16S 


strain ICPB 3636 


Proteobacteria; B 


555880 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


555880 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


555880 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


555880 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


555880 Bacteria_16S 


mechernichensis s 
mechernichensis B 


555880 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


555880 Bacteria_16S 


strain IC079 16S 


Proteobacteria; G 


555880 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


555880 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


1470575 1470522 43 96 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1 


1473502 1473449 43 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


96 gi 


1508288 1508223 31 96 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


1534006 1533953 43 96 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

1632529 1632464 31 96 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1836494 1836429 31 96 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


s 
a; 


en 
es 


e 
ri 


1851911 1851827 11 
ribosomal RNA, partia 


96 

1 sequence 
odospirillales; 
2068158 2068093 31 96 gi 
ibosomal RNA, partial sequence 

etaproteobacteria; Rhodocyclales; 
2089614 2089549 31 96 

1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2113885 2113820 31 96 gi 
strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteo 


gi 


Rh 


Rhod 
gi 


Oc 


Ne 


al 
ba 


2118493 2118428 31 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2265740 2265675 31 96 gi 


96 gi 


Er 


etaproteobacteria; Neisseriales; Neiss 
2290086 2290033 43 96 gi 


er 


ridia; Clostridiales; Lachnospiraceae; L 
2654348 2654283 31 96 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2730978 2730913 31 96 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
2865339 2865274 31 96 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


Rhod 
gi 


Oc 


Oc 


s 
a; 


3061737 3061672 31 96 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3627914 3627849 31 96 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3661622 3661569 43 96 gi 
ribosomal RNA, partial sequence 


eq 
te 


le 


lphaproteobacteria; Sphingomonadales; Er 


555880 Bacteria_16S 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 


224581406 
ria; 
224581402 
1472412 1473865 Burkh 
rkholderia 
219846303 
mp 
pr 


219857425 


219878455 


219878311 


219878301 
1850849 18521 


219878145 
2067059 20685 


219878130 
2088549 2089942 Nevsk 


219857659 


219857656 
2117441 21188 


219857556 
16S ribosomal RNA, partial sequence 2264632 22660 


219857539 
6S ribosomal RNA, partial sequence 2288984 22904 


219857222 
2653267 26546 


219857167 
2729867 27313 


219856881 


219846881 


219846487 


219846464 
3660516 36619 


ammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecol 

3975242 3975177 31 96 gi|219846242|ref|NR_025832.1 

IAM 14222 16S ribosomal RNA, complete sequence 3974188 397555 

ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiace 
terium group; Agrobacterium. 

3995696 3995631 31 96 gi|219846228|ref|NR_025818.1 

ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter 


ref|NR_027187.1 
1469465 147099 
omonadales; Mor 


sequence 
Pseud 


ref 
olde 
ceae 


NR_024882.1 
ria ambifar 
Burkholde 


, 


ref 
uenc 
eria 


NR_025893.1 
e 150715 
Neisserial 


lete seq 
oteobact 


’ 


ref |NR_025013.1 
1532915 153432 
deriales; Burkho 


equence 
Burkhol 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
NR_025450.1 
9 
c 


ce 16314 
; Erysip 
sequence 


a; Rhodo ales; Rhodo 


ref |NR_025440.1 


llac 
ref 


odospiri eae; Roseosp 


NR_025284.1 
; Th 
ref 
ie 


yclaceae auera. 
NR_025269.1 
amosa Bacter 
vskia. 
ref|NR_025248.1 
e 2112812 211429 


Sphingomonadales 


sequenc 
cteria; 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025144.1 


ythrobac 


nsiella. 
NR_025127.1 


Simo 
ref 


iaceae; 


teri 
ref 


achnobac um. 


NR_024850.1 
; Az 
ref 


yclaceae oarcus. 


NR_024795.1 


7 Nannocystaceae 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


ystineae 


equence 
Sphingo 


ref |NR_026473.1 

3060645 306213 
docyclales; Rhod 
ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026056.1 


uence 
ria; Rho 
36267 


s; Neiss 


ythrobacteraceae; Erythr 


3998681 3998616 31 96 gi 


219846226 


&@ 


i 
r 


Psychrobacter 
0 Psychrobacter 
xellaceae; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Thauera terpenica 


42 Thauera terpenica Bacteria; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


, 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Plesiocystis pacifica 


50 Plesiocystis pacifica Bacteria; 


; Plesiocystis. 
Sphingomonas 
8 Sphingomonas 


gomonadaceae; 


Thauera 

5 Thauera 

ocyclaceae; Thauera. 
Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Agrobacterium 
6 Agrobacterium 
ae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 


ref |NR_025816.1 
3997630 399906 


Porphyrobacter 
9 Porphyrobacter 


donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 
555880 Bacteria_ 


amylolyticus stra 
amylolyticus Bact 


555880 Bacteria_ 
strain C4D1M 16S 
Proteobacteria; 

555880 Bacteria_ 


phenazinium strai 


Bacteria; 
555880 Bacteria_ 


kalixensis strain 
kalixensis Bacter 


555880 Bacteria_ 


strain R 8118 16S 
B 
555880 Bacteria_16S 
strain Ppe8 16S r 
B 
555880 Bacteria_16S 
silvestris strain 
silvestris Bacter 
555880 Bacteria_16S 
denitrificans str 
denitrificans Bac 


Proteobacteria; 


Proteobacteria; 


Thioalkalivibrio. 


555880 Bacteria_16S 
singaporensis str 


B 


Proteob 


Sphingomonadales; Erythrobacteraceae; 


16S 29933) 29840 1 96 gi|265679044|ref|NR_029352.1| Lactobacillus 
in LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 235305 235253 44 96 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
16S 236941 236889 44 96 gi|265678904|ref|NR_029212.1| Burkholderia 
n A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
16S 414896 414803 1 96 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 468482 468430 44 96 gi|265678739|ref|NR_029044.1| Burkholderia terricola 
ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
588992 588940 44 96 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
ibosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

731455 731362 1 96 gi| 265678561 |ref|NR_028865.1| Solibacillus 
HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
ia; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

902655 902603 44 96 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
ain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 


teria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
907305 907212 1 96 gi|265678440|ref|NR_028742.1| Desulforhopalus 
ain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

555880 Bacteria_16S 933611 933518 1 96 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 1083148 1083055 1 96 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 1140695 1140602 1 96 gi|253680763|ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 

555880 Bacteria_16S 1283888 1283836 44 96 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

555880 Bacteria_16S 1303589 1303496 1 96 gi|219846514|ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

555880 Bacteria_16S 1373653 1373601 44 96 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

555880 Bacteria_16S 1387239 1387187 44 96 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 
strain STM815 16S ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

555880 Bacteria_16S 1388754 1388702 44 96 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

555880 Bacteria_16S 1514294 1514201 1 96 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 


strain 34hsl1 16S 
Firmicutes; Bacil 


555880 Bacteria_16S 


strain B6 16S rib 
Proteobacteria; B 


555880 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; 


halodurans strain 
Bacteria; Proteob 


555880 Bacteria_16S 


G 
555880 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1550738 1550678 36 96 gi 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
1766655 1766603 44 96 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1787723 1787671 44 96 gi 


en 
al 


1513128 15146 


219857244 


osomal RNA, partial sequence 1549646 15510 
etaproteobacteria; Burkholderiales; Aquabacteriu 
1701289 1701196 1 96 gi|219878407 


1700153 17016 


eromonad 


219878360 


ce 17655 


es; 


Ecto 


219878344 


neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Halorhodospira. 


43 Bacillus odysseyi Bacteria; 


ref |NR_024874.1 
61 Aquabacterium 
m. 
ref|NR_025546.1| Glaciecola mesophila 
51 Glaciecola mesophila Bacteria; 
aceae; Glaciecola. 
ref|NR_025499.1| Alkalilimnicola 
52 1767023 Alkalilimnicola halodurans 
thiorhodospiraceae; Alkalilimnicola. 
ref|NR_025483.1| Halorhodospira 
1786631 1787986 Halorhodospira 


Aquabacterium parvum 
parvum Bacteria; 


555880 Bacteria_16S 
strain DSM 5661 1 
Lacto 
555880 Bacteria_16S 


Firmicutes; 


johnsonii strain 


johnsonii Bacteri 
555880 Bacteria_16S 
hongkongensis str 
hongkongensis Bac 
555880 Bacteria_16S 
stercorarium subs 

Clostridium stercorarium subsp. 
Cc 
555880 Bacteria_16S 


Clostridiaceae; 


strain IPT10 16S 
Proteobacteria; 


strain LMG 16225 
Proteobacteria; 


Bacteria; 


Bacillales; Bacil 


555880 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; 


stercorarium subs 


B 


B 


B 


1839670 1839577 1 96 gi 


lostridium. 
2330803 2330751 44 96 
ribosomal RNA, partial sequence 


gi 


2385336 2385284 44 96 gi 
16S ribosomal RNA, partial sequence 23 


2386860 2386808 44 96 gi 
LMG 19076 16S ribosomal RNA, partial 
2836094 2836042 44 


96 gi 


bosomal RNA, partial sequence 


3582459 3582366 1 96 gi 


etaproteobacteria; Burkholderiales; Bu 
555880 Bacteria_16S 


etaproteobacteria; Burkholderiales; Bu 
555880 Bacteria_16S 
caledonica strain 
caledonica Bacter 
555880 Bacteria_16S 
kururiensis strai 
Proteob 
555880 Bacteria_16S 
weihenstephanensi 
weihenstephanensi 
555880 Bacteria_16S 
caribensis strain 
caribensis Bacter 
555880 Bacteria_16S 
DSM 6307 16S ribo 


ia; Proteobacteria; Betaproteobacteria 


n KP23 16S ribosomal RNA, partial sequ 


etaproteobacteria; Rhodocyclales; Rhod 
555880 Bacteria_16S 
p- thermolacticum strain TX41 16S ribo 


219878309 


6S ribosomal RNA, partial sequence 1838512 18400 


219857509 


2329695 23312 
holderia 


rk 
219857470 
84259 23857 
rk 
219857469 
sequence 


, 


219856900 
ence 28349 


acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
2870054 2869961 1 96 gi|219856878|ref|NR_024697.1 
s strain DSM11821 16S ribosomal RNA, partial sequence 286889 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacil 
3078080 3078028 44 96 gi|219846870|ref|NR_026462.1 
MWAP64 16S ribosomal RNA, partial sequence 3076975 307840 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkhol 
3546094 3546001 1 96 gi| 219846546 |ref|NR_026138.1 
somal RNA, complete sequence 3544949 35464 
laceae; Bacillus. 
3556869 3556776 1 96 gi|219846538|ref|NR_026130.1 


3555718 35572 
yclaceae 


oc 
219846521 
somal RNA, 


holderia 


Burkhold 


ref |NR_025448.1 
21 Lactobacillus 


ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_024721.1 
92 2836452 Burkho 


7 ZO 
ref 
par 


ogloea. 
NR_026113.1 
tial sequenc 


54 Bacillus cohnii Bacteria; 


Lactobacillus hamsteri 
hamsteri Bacteria; 


bacillales; Lactobacillaceae; Lactobacillus. 
2083631 2083538 1 96 gi|219878134|ref|NR_025273.1| Lactobacillus 

ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 

a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
2230533 2230440 1 96 gi|219857579|ref|NR_025167.1| Laribacter 

ain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 

teria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
2326401 2326308 1 96 gi|219857512|ref|NR_025100.1| Clostridium 

p- leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Burkholderia 
lderia kururiensis 
Burkholderia. 
Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Bacillus cohnii strain 
Firmicutes; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; 


Cc 
555880 Bacteria_16S 
strain Dfr2 16S r 


lostridium. 
3631115 3631022 1 96 
ibosomal RNA, partial sequence 


gi 


219846485 


3629961 36314 


ref |NR_026077.1 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


rs 

Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Propionispira arboris 
arboris Bacteria; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Nocardiopsis 

43754 Nocardiopsis 
eptosporangineae; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Alcanivorax 
vorax borkumensis 
e; Alcanivorax. 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 
555880 Bacteria_16S 3632640 3632547 1 96 gi|219846484|ref|NR_026076.1 
strain Dfrl 16S ribosomal RNA, partial sequence 3631486 36329 

Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 
555880 Bacteria_16S 4241555 4241462 1 96 gi| 219846041 |ref|NR_025631.1 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methyl 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 

555880 Bacteria_16S 11468 11385 13 96 gi|265679056|ref|NR_029364.1 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 

longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

555880 Bacteria_16S 22265 22170 1 96 gi|265679049|ref|NR_029357.1 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 Propionispira 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

555880 Bacteria_16S 34505 34454 45 96 gi| 265679041 |ref|NR_029349.1 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopob 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
555880 Bacteria_16S 43409 43314 1 96 gi|265679035|ref|NR_029343.1 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 

synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Nocardiopsaceae; Nocardiopsis. 

555880 Bacteria_16S 46380 46329 45 96 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
555880 Bacteria_16S 47972 47877 1 96 gi|265679032|ref|NR_029340.1 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcani 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracacea 
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GGGCTACAATGGTCGAGACAGTGGGATGCAACGCCGAAAGGCGACGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGC 
TGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTTAAAGCACCCGAGTGGGGTCCGGATGAGGCCGGT 
TCCCGGGTCGAATCTGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCATACTCGTG 
GCGAAAAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTGAGGCTAATAGTTCATACGGGAGTCATGCTGGAATGCCGACTCC 
CCGAAACGCTCAGGCGCTGTAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCC 
CGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGAATTAAGGGGACCCCAAGTGCGAGGGCA 
TATAGTCCTCGCTTTTCACGACTGTAAGGCGGTCGTGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATGACCGATA 
TTATTGGGCCTAAAGCGTCCGTAGCCGGCCATGAAGGTTCATCGGGAAATCCGCCAGCTCAACTGGCGGGCGTCCGGTGAAAACCACATGGCTTGGGACCGGAAG 
GCTCGAGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGGGACGAAAG 
CTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGAAGCCGAG 
AAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGG 
ACATCTCACCAGCTCCGACTATAGTGATGACGATCAGGTTGATGACCTTATCACGATGCTATAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCG 
TCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTTCTAATTGCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCGGAGGAAG 
GAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGTCGAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAATCTCCT 
AAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCCCTGCTCCTT 
GCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACACACGGTGGTCGAATCTGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTA 
GGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCNGGTTGATNCCTGCCGGACCCGACTG 
CTATAGGGGTAGGGCTAAGCCATGGGAGTCGTACGCTCTCGGTAAGAGGGCGTGGCAGACGGCTGAGTAACACGTGGCTAACTTACCCTCGGGATCCGGATAACT 
CCGGGAAACTGGAGCTAATCCGGAATAGACAAAGGGTTCTGGGACGATCCTTTGTCGAAATGCCCTTAAGCTGTATCCCGCTTAAGGGCGCCCGAGGATAGGGCT 
GCGGCCCATCAGGCTGTTGGCGAGGTAATGGCTCGCCAAACCGATAACGGGTAGGGGCCGTGAGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGT 
CCTACGGGGCGCACCAGGCGCGAAATGTCCCCAATGCGGGAAACCGTGAGGGCGCTACCCCTAGTGCCCTCGAAAGAGGGCTTTTCCCTACTGCAGACAGGTAGG 
GGAATAAGCGGGGGGCAAGGCTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAGTGGTCGGGACGCTTACTGGGCTTAAAGCGCCCGTAGCCGGCCCTATAA 
GTCACTGCTTAAAGGCCCGGGCTCAACCCGGGAAAGGGCAGTGATACTATAGGGC TAGGGGGCGGGAGAGGCCGGAAGTACTCCCAGAGTAGGGGCGAAATCCAC 
AGATCCTGGGAGGACTACCAGTGGCGAAAGCGTCCGGCCAGAACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGTAGCAAAAGGGATTAGATACCCCTGTAGTCC 
CGGCTGTAAACCATGCAGGCTAGGTGTCGCGTAGGCTTTGGGCCTGCGCGGTGCCGCAGGGAAACTGGTAAGCCTGCCGCCTGGGGAGTACGCCTGCAAGGGCGA 
AACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAACCTGCGGCTCAATTGGAGTCAACGCCTGGAATCTTACCGGGAGAGACCACAGGATGACGGCCAG 
GCTAACGACCTTGCCAGACTCGTGGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCGGTTAAGTCCGGCAACGAGCGAGACCCTCACCATTA 
GTTGGTATCCCGGTCTCCGGATCGGGACCACACTAATGGGACTGCCTCCGTTAAGGAGGAGGAAGGAGAGGGCCACGGCAGGTCAGCATGCCCCGAAACTCCCGG 
GCCGCACGCGGGTTACAATGGCAGGGACAGCGGGATTCCTACCCCGAAAGGGGGCGGTAATCCCTNAAACCCTGCCTCAGTTGGGATCGAGGGCTGAAACTCGCC 
CTCGTGAACGAGGAATCCCTAGTAACCGCACGTCAACATCGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGTGAGGAAGAAG 
TGAGGCTTCTTGCCCTTCGGGGTGGGAAGTCGAGCTTCTTCCTCGCGAGGGGGGAGAAGTCGTAACAAGGTAACCGTAAANNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTTGCACGAGTTCAGACTCGTAGC 
GAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGACCACAGCACCCTCGGGAAACTGAGGCTAATAGTGTATACCACACTCACTCTGGAATGACAAGTGTGT 
CAAACGCTCCGGCGCCGAAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTGGTGAGAGCCAGAACCCG 
GAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAAGGGGATCCCAAGTGCGCAGGCATA 
GAGCCTGCGCTTTTGTACACCTTAGGGAGGTGCACGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATGGCCGATCTT 
ATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCCGCCCAACGGGTGGACGTCCGGTGGAAACTGCACGGCTTGGGACCGGAAGGC 
GCGACGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGGGACGAAAGCT 
AGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACAATGCCTGCTAGGTGTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTA 
AGCAGGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGA 
CATCTCACCAGCATCGACTGTGGTAATGACGGTCAGGTTGATGACCTCGCCACGAGCCACAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTC 
CTGTTAAGTCAGGCAACGAGCGAGACCCGCATCCCTACTTGCCAGCAGCACTGCGAAGTGGCTGGGTACAGTACGGAGACTGCCGTGGCCAACACGGAGGAAGGA 
ACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGAGACAAAGGGTTCCTACTCCGAAAGGAGACGGTAATCTCAGAA 
ACTTGATCGTAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACGAGCGCGCGGTGAATACGTCCCTGCTCCTTGC 
ACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCTCGTCACACGAGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAG 
GGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATTGGGGTCCGATTAAGCCATGCAAGTC 
GAACGTTCTTCGGAACGTGGCAAACGGCTCAGTAACACGTGGATAACCTACCCTTAGGACCGGGATAACCCTGGGAAACTGGGGATAATACCGGATATATGGAGA 
TACCTGGAATGGTTCTCCACTTAAAGCTCCGGCGCCTAAGGATGGATCTGCGGCAGATTAGGTCGTTGGTGGGGTAATGGCCCACCAAGCCTTTGATCTGTACGG 
GTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCTGCAATGCGAGCAATCGCGACGGGGGG 
ACCCCAAGTGCCACTCTTAACGGGGTGGCTTTTCTTAAGTGTAAAAAGCTTTTGGAATAAGGGCTGGGCAAGACCGGTGCCAGCAGCCGCGGTAACACCGGCAGC 
CCAAGTGGTGGCCATTTTTATTGGGCCTAAAGCGTTCGTAGCCGGCCTGATAAGTCTCTGGTGAAATCCCGCAGCTTAACTGTGGGAATTGCTGGAGATACTATC 
AGGCTTGAGGTCGGGAGAGGTTAGAGGTACTCCCAGGGTAGGGGTGAAATCCTATAATCCTGGGAGGACCACCTGTGGCGAAGGCGTCTAACTGGAACGAACCTG 
ACGGTGAGTAACGAAAGCCAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGGATGGCCTCGAGCTGCCCCAG 
TGCCGAAGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTGCGGTTT 
AATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAGGATGATGGCCAGATTGACGATCTTGCTTGACAAGCTGAGAGGAGGTGCATGGCCCGCCGTCAG 
CTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGATCCTTACAGGATGCCGGGCACACTAAGGGGACCGCCAG 
TGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCTACACGCGGGCTACAATGGCTAGGACAATGGGTTCCAACACTGAAA 
AGTGAAGGTAATCTCCTAAACCTAGTCTTAGTTCGGATTGAGGGCTGTAACTCGCCCTCATGAAGCTGGAATGCGTAGTAATCGCGTGTCATAATCGCGCGGTGA 
ATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAAAGGGTTTGGATGAGGCCTTAGTCTAGCGGCTAAGGTCGAATCTAGGTTCTTTGAGGAGG 
GCGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCTATTGCTAT 
CGGGGTCCGATTCAGCCATGCTAGTTGTACGGGTTTAGGCCCGTAGCAAATAGCTCCGTAACACGTGGTCAAACTACCCTCTGGACCGGGATATCCTCGGGAAAC 
TGAGGTCGATCCCAGATACTGCTTTCATGTTGGAACACAGAAAGTCGGAAACGGTCCGCCGCCGGAGGACGTGACTGCGGCCGATTAGGTAGACGGTGGGGTAAC 
GGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAACCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTT 
TACACTGCACGCCAGTGCGATAAGGGGACCCCGAGTGCGAGGGCATACAGTCCTCGCTTTTCGTGACCGTAAGAAGGTCTCAGAATAAGAGCTGGGCAAGACCGG 
TGCCAGCCCGCCGCGGTAAAACCGGCAGCTCGAGTGATAGCCACTNTTATTGGGCCTAAAGCGTCCGTAGCCGGCCGAACAGGTCCGTCGGGAAATCCACCCGCT 
CAACGGGTGGACGTCCGGCGGAAACCAGTCGGCTTGGGGCCGGGAGACCAGAGAGGTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGACCGCCGGT 
AGCGAAAGCGTCTCTGGAGAACGGACCCGACGGTGAGGGACGAAAGCTTGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCAAGCTGTAAACGATGCTCGCTA 
GGTGTGGCGTTGGCTACGAGCCAGCGCTGTGCTGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGG 
AGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCGGCACCGACAGTGTGCAGTGACAGTCAGTCTGATGGGCTTACTTGAGC 
CACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCGTCCCTAATTGCCAGCAGCAGCCTTGT 
GCTGGCTGGGTACATTAGGGAGACTGCCGTCGCAAAGACGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCCGGGCGACACGCGGGCTACAA 
TGGCCGAGACAGTGGGACGCTACCCCGAGAGGGGGCGCTAATCTCCTAACCTCGGTCGTAGTTCGGATTGCGGGTTGAAACCCACCCGCATGAAGCTGGATTCGG 


555880 Bacteria_16S 204835 204740 1 96 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

555880 Bacteria_16S 206350 206299 45 96 gi| 265678926 |ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
555880 Bacteria_16S 221732 221681 45 96 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

555880 Bacteria_16S 243211 243160 45 96 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
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ref 


Jo 
ref 


8 499679 Hydro 
mamo 


ref 


ref 


505922 50735 
tale 


ref 


raceae; Heli 
NR_029173.1 
ordet 
Bordetella. 
NR_029164.1 


onaceae; Des 
NR_029092.1 
e 401266 
1 


NR_029036.1 
a 
cterineae; M 


NR_029030.1 
nesiaceae; J 
NR_029024.1 
g 
nadaceae; Hy 
NR_029023.1 


Hydrogenopha 
NR_029019.1 
9 
s; Pseudonoc 
NR_029012.1 
sequence 


bilis Bacteria; 


cobacter. 
Bordetella holmesii 
ella holmesii Bacteria; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


elotrichaceae. 
265678838 |ref|NR_029143.1| Mycobacterium celatum 
333245 334704 Mycobacterium celatum 
ales; Corynebacterineae; Mycobacteriaceae; 
265678815|ref|NR_029120.1| Nesterenkonia lutea 
4 Nesterenkonia lutea Bacteria; 
ococcineae; Micrococcaceae; Nesterenkonia. 
265678814|ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
265678813|ref|NR_029118.1| Desulfovibrio putealis 


putealis Bacteria; 
ulfovibrio. 

Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Mycobacterium 
cterium boenickei 


ycobacteriaceae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 

Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 
ae; 


ga. 
Pseudonocardia 
Pseudonocardia 
ardineae; 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


555880 Bacteria_16S 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


555880 Bacteria_16S 


strain FI-0169 16 
Actinobacteria; A 
Mycobacterium avi 


; Enterobacteriaceae; Photorhabdus. 


523734 523639 1 96 gi 
ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


531301 531250 45 96 

S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
um complex (MAC). 


gi 


530243 53169 


265678703 
ence 52260 
ales; Pseu 


265678698 


nebacterin 


555880 Bacteria_16S 


548085 547990 1 96 gi 


265678687 


ref 


2 524095 Pseud 
dono 


ref 


4 Mycobacterium 
eae; 


NR_029008.1 
fo) 
cardineae; P 
NR_029003.1 


Mycobacteri 


ref 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


NR_028992.1 


Pseudoalteromonas 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 


mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


555880 Bacteria_16S 569477 569426 45 96 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
555880 Bacteria_16S 581414 581363 45 96 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

555880 Bacteria_16S 617890 617839 45 96 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

555880 Bacteria_16S 625298 625247 45 96 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
555880 Bacteria_16S 664785 664734 45 96 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

555880 Bacteria_16S 673929 673878 45 96 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 


strain M343/98/2 


Bacteria; 


555880 Bacteria_ 
catecholicum stra 
catecholicum Bact 
555880 Bacteria_ 
strain 6111 16S r 
G 
555880 Bacteria_ 
strain gM-1 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_ 


Proteobacteria; 


halophila strain 
Bacteria; 


555880 Bacteria_ 


lusitanum strain 
Bacteria; 


555880 Bacteria_ 
VKM Ac-1800 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_ 
respiraculi strai 
respiraculi Bacte 
555880 Bacteria_ 
nematophilus stra 
nematophilus Bact 
555880 Bacteria_16S 
jalaludinii strai 
Firmicu 
555880 Bacteria_16S 
strain Uedal07 16 
G 
555880 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
555880 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
555880 Bacteria_16S 
radiotolerans str 
radiotolerans Bac 


Bacteria; 


Proteobacteria; 


Kineosporiaceae; 


555880 Bacteria_16S 
strain N-1 16S ri 
B 
555880 Bacteria_16S 
strain Z-7191 16S ribosomal RNA, partial sequence 
Clostridia; 


Proteobacteria; 


Firmicutes; 


Proteob 


Proteob 


16S 687465 687414 45 96 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
16S 689019 688968 45 96 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
16S 699715 699620 1 96 gi 
ibosomal RNA, partial sequence 

ammaproteobacteria; Chromatiales; 
16S 712885 712834 45 96 

ibosomal RNA, partial sequence 


gi 


Cory 
16S 734442 734348 1 96 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
16S 739058 739007 45 96 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
16S 756397 756302 1 96 gi 
ibosomal RNA, partial sequence 


16S 757905 757854 45 96 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
16S 762411 762328 13 96 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
765553 765458 1 96 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
771628 771533 1 96 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
806992 806898 1 96 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

823730 823679 45 96 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
852538 852443 1 96 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 

873903 873852 45 96 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
891897 891802 1 96 gi 


a; 


a; 


e; 


gi 


Halanaerobiales; 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
555880 Bacteria_ 
cetonica strain 4 
Proteob 


nomycineae 
265678591 


acterales; 
265678590 
equence 
ria; 
265678583 
698584 69993 
Chromatiaceae; 
265678574 
711792 71330 
nebacterin 
265678559 
ce 
ales; 
265678555 
ence 73794 
riales; 
265678542 
755262 75674 
ococcineae 
265678541 
quence 


265678538 
quence 

illaceae; 
265678536 
nce 
nellaceae; 
265678532 
770475 77198 
seudomonad 
265678508 
ce 
ulfobacter 


265678497 
sequence 


265678478 
1 sequence 


265678463 
872811 87416 
rkholderia 
265678450 
890778 892197 Orenia sivashensis Bacteria; 
Halobacteroidaceae; 


; Ac 
ref 
68634 


Des 


foba 
ref 


Desul 


Thi 
ref 


eae; 
ref 
73351 
Chromati 
ref 


alob 
ref 


Ox 


7 Mi 
ref 


deri 
ref 


Burkhol 


Paen 
ref 
76438 
Mit 
ref 
acea 
ref 


80584 
iale 


ref 


deri 
ref 


Burkhol 


Actinomycet 
ref 


ceae 


3 687857 Desul 


687908 68940 


8 Mycobacterium 


9 734742 Thioha 


8 739471 Herba 


756798 75825 


761257 76278 


5 765927 Mitsu 


2 807361 Thermo 


822620 82416 


851409 85278 


tinomycetac 
NR_028896.1 
f 
ulfobacterac 
NR_028895.1 
8 
cterales; De 
NR_028888.1 


ocystis. 
NR_028879.1 


Mycobacteri 
NR_028863.1 


aceae; Thioh 
NR_028859.1 
s 
acteraceae; 
NR_028846.1 


crobacteriac 
NR_028845.1 
4 
ales; Burkho 
NR_028842.1 
8 
ibacillus. 
NR_028840.1 
° 
suokella. 
NR_028836.1 


e; Cellvibri 
NR_028811.1 
s; Thermodes 
NR_028800.1 
af 
ales; Burkho 
NR_028781.1 
3 
s 


ales; Kineo 


NR_028766.1 


; Cupriavidu 


ref 


Orenia. 


5 Actinomyces coleocanis Bacteria; 
e 


ae; Actinomyces. 
Desulfosarcina 

osarcina cetonica 

eae; Desulfosarcina. 
Desulfobacterium 
Desulfobacterium 

sulfobulbaceae. 
Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Thiohalocapsa 
locapsa halophila 
alocapsa. 
Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Paenibacillus 
Paenibacillus 


Mitsuokella 
kella jalaludinii 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


O°. 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Kineococcus 
Kineococcus 

poriineae; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 


NR_028752.1 


Orenia sivashensis 


555880 Bacteria_16S 
xylanovorans stra 
xylanovorans Bacteria; 
555880 Bacteria_16S 

elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas. 

555880 Bacteria_16S 
strain 2 16S ribo 
Proteobacteria; B 
555880 Bacteria_16S 


taeniospiralis strain 2K1 16S ribosomal RNA, partial se 
taeniospiralis Bacteria; Proteobacteria; Betaproteobact 


Hydrogenophaga. 
555880 Bacteria_16S 


910367 910273 1 


Firmicutes; 
938226 938131 1 


944390 944339 45 


947513 947462 45 


950640 950589 45 


96 


in HESP1 16S ribosomal RNA, partial se 
Clostridia; 


96 


a; Proteobacteria; Gammaproteobacteria 


96 


96 


96 


strain 133 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


555880 Bacteria_16S 
strain 146 16S ri 
Proteobacteria; B 
555880 Bacteria_16S 
strain 7-2 16S ri 
Proteobacteria; B 
555880 Bacteria_16S 
strain 7-1 16S ri 
Proteobacteria; B 
555880 Bacteria_16S 
autotrophica stra 
autotrophica Bact 
Sulfurimonas. 
555880 Bacteria_16S 
strain JCM 21370 


555880 Bacteria_16S 
strain D2-18 16S 
Firmicutes; Clostridia 
555880 Bacteria_16S 

strain I-273 16S 


555880 Bacteria_16S 


ribosomal RNA, 


ribosomal RNA, 
Actinobacteria; Actinoba 


952199 952148 45 


1036354 1036303 45 


1037894 1037843 45 


1054692 1054598 1 


1071287 1071205 13 


1104242 1104191 45 


Clostridiales; 
1116489 1116394 1 


v 


1146699 1146648 45 


96 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


96 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


96 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


96 


96 


96 


partial sequence 
Clostridiales F 


96 


partial sequence 
cteridae; Actinomycetales; Kin 


96 


KMM 162 16S ribosomal RNA, partial sequence 


somal RNA, partial sequence 943283 944795 Hydro 
etaproteobacteria; Burkholderiales; Co: 


gi|265678438|ref|NR_028740.1| Clostridium 
quence 909211 910743 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 
; Alteromonadales; Pseudoalteromonadaceae; 
gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
genophaga flava Bacteria; 
mamonadaceae; Hydrogenophaga. 
gi|265678414|ref|NR_028716.1| Hydrogenophaga 


quence 
eria; 


gi| 265678412 


949535 95104 
Comamonadace 


gi| 265678411 


951100 95259 
Comamonadace 


gi| 265678354 


1035238 10367 
alobactera 


Ox 


gi| 265678353 


1036784 10382 
Comamonadace 


gi|265678341 


in OK10 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Epsilonproteobac 


teria; 


gi| 265678330 


16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi| 265678306 


gi| 265678298 


e 


gi| 253680759 


Burkholderiales; 


Campylo 


Rhodospiri 


1103152 11046 
amily XIII. 


1115364 11168 
osporiinea 


946409 947922 Hydrogenophaga 
Comamonadaceae; 


ref|NR_028714.1| Acidovorax delafieldii 

9 Acidovorax delafieldii Bacteria; 

ae; Acidovorax. 

ref|NR_028713.1| Curvibacter delicatus 

4 Curvibacter delicatus Bacteria; 

ae; Curvibacter. 

ref|NR_028656.1| Herbaspirillum putei 

33 Herbaspirillum putei Bacteria; 

ceae; Herbaspirillum. 

ref|NR_028655.1| Curvibacter gracilis 

67 Curvibacter gracilis Bacteria; 

ae; Curvibacter. 

ref |NR_028643.1 
1053566 105500 

bacterales; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


ref|NR_028632.1| Tistrella mobilis 

36 Tistrella mobilis Bacteria; 

llaceae; Tistrella. 

ref|NR_028608.1| Mogibacterium pumilum 
21 Mogibacterium pumilum Bacteria; 
Incertae Sedis; Mogibacterium. 
ref|NR_028599.1| Kineosporia succinea 
39 Kineosporia succinea Bacteria; 

e; Kineosporiaceae; Kineosporia. 
ref|NR_028007.1| Collimonas fungivorans 


strain Ter6 16S ribosomal RNA, partial sequence 1145612 1147064 Collimonas fungivorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

555880 Bacteria_16S 1166386 1166335 45 96 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

555880 Bacteria_16S 1180009 1179958 45 96 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

555880 Bacteria_16S 1189058 1188963 1 96 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 


Bacteria; Proteob 
555880 Bacteria_16S 


13501 16S ribosomal RNA, 
Betaprot 


Proteobacteria; 
555880 Bacteria_16S 


tataouinensis TTB310 16S ribosomal RNA, partial sequenc 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Bu 


555880 Bacteria_16S 
DSM 14365 16S rib 
Bacteria; Proteob 
555880 Bacteria_16S 
strain AM1114 16S 
Firmicutes; Clost 
555880 Bacteria_16S 
strain R-4079 16S 
Proteobacteria; G 
555880 Bacteria_16S 
strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 

555880 Bacteria_16S 


mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 


acteria 


v 
1193564 1193513 45 

complete sequence 
eobacteria; 
1198226 1198175 45 


1210358 1210264 1 
1223758 1223707 45 
Clostridiales; 


1228361 1228266 1 


1250968 1250917 45 


1261513 1261418 1 


Gammaproteobacteria; Enterob 


Burkholderiales; Al 


osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 


acteriales; Enterobacteriaceae; Yersinia. 
96 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
caligenaceae; Bordetella. 
96 gi|228715504|ref|NR_027534.1| Ramlibacter 
e 1197131 1198567 Ramlibacter tataouinensis 
rkholderiales; Comamonadaceae; Ramlibacter. 
96 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
1209193 1210699 Haliangium ochraceum DSM 14365 
ales; Nannocystineae; Haliangiaceae; Haliangium. 
96 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 


ribosomal RNA, partial sequence 


ridia; Clostridiaceae; 


96 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


96 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


96 


gi|219878281 
se 
gi]219857412 


ales; 


gi|219846707 


1222664 12241 
Caminicell 


1227244 12287 
udomonad 


12499 
Cory 


19 Caminicella sporogenes Bacteria; 
a. 
ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 

ref|NR_025000.1| Mycobacterium kubicae 
18 1251238 Mycobacterium kubicae 
nebacterineae; Mycobacteriaceae; 


ref|NR_026299.1| Brevibacterium 


1260397 1261800 Brevibacterium mcbrellneri 


ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Brevibacteriaceae; Brevibacterium. 
555880 Bacteria_16S 1267537 1267486 45 


strain UR/MT95 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 


555880 Bacteria_16S 1291565 1291470 1 


urealyticum DSM 7109 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


DSM 7109 Bacteria; 
Corynebacteriaceae; Corynebacterium. 
555880 Bacteria_16S 1305189 1305094 1 
owensensis OL 16S 
Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 
555880 Bacteria_16S 1376745 1376694 45 
naphthalenivorans 
CJ2 Bacteria; 


555880 Bacteria_16S 1415681 1415587 1 


strain LMG 2210 16S ribosomal RNA, partial sequence 14145521 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


555880 Bacteria_16S 1424841 1424790 45 


96 


96 


96 


ribosomal RNA, partial sequence 


96 


96 


96 


strain B4P 16S ribosomal RNA, partial sequence 


555880 Bacteria_16S 
strain M1063U/93 


1431108 1431013 1 


555880 Bacteria_16S 1438784 1438733 45 


strain S2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


555880 Bacteria_16S 
neglectum strain 
Bacteria; Firmicutes; 
Mogibacterium. 
555880 Bacteria_16S 
nitroguajacolicus 


1448028 1447977 45 
Clostridia; 


1454016 1453921 1 


96 


96 


96 


96 


gi 


gi 


gi 


1304017 13055 


Thermoanaerobacterales; Thermoa 


gi 


CJ2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkh 


gi 


gi 


14237411 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


gi 


16S ribosomal RNA, partial sequence 1429972 1 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


gi 


1437684 1 


gi 


gi 


219846423 


1266430 12679 
alobactera 


228720812 


219846460 


228717818 


224581448 


224581442 


224581435 


224581429 


224581422 


P9a-h 16S ribosomal RNA, partial sequence 14469 
Clostridiales; 


224581418 


strain G2-1 16S ribosomal RNA, partial sequence 


12904 
tinomycetales; 


13756 
olderiales; 


4160 
seudomonadaceae; 
4252 


4314 


4391 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


53 1291853 Coryn 


65 1377116 Polar 


32 1448409 Mogib 
Clostridiales Family 


1452894 145438 


NR_026014.1 


Massilia. 
NR_027597.1 


NR_026051.1 


NR_027567.1 


NR_027230.1 


NR_027224.1 


NR_027217.1 


NR_027211.1 


NR_027203.1 


XIII. 


Massilia timonae 


23 Massilia timonae Bacteria; 
ceae; 


Corynebacterium 


ebacterium urealyticum 
Corynebacterineae; 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 
naerobacterales 


Family III. Incertae 


Polaromonas 


omonas naphthalenivorans 
Comamonadaceae; Polaromonas. 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 
Pseudomonas. 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 
Thauera. 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 
Phocoenobacter. 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 
Thauera. 


Mogibacterium 


acterium neglectum 
Incertae Sedis; 


Arthrobacter 
1 Arthrobacter 


nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

555880 Bacteria_16S 1457034 1456983 45 96 gi|224581416|ref|NR_027197.1| Achromobacter 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

555880 Bacteria_16S 1464498 1464447 45 96 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

555880 Bacteria_16S 1466021 1465970 45 96 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

555880 Bacteria_16S 1469031 1468980 45 96 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

555880 Bacteria_16S 1472108 1472057 45 96 gi|224581405|ref|NR_027186.1| Achromobacter 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
555880 Bacteria_16S 1476543 1476492 45 96 gi|219878445|ref|NR_025584.1| Mycobacterium avium 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 1476936 Mycobacterium avium 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

555880 Bacteria_16S 1512793 1512698 1 96 gi|219878127|ref|NR_025266.1| Histophilus somni 


strain 8025 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


555880 Bacteria_16S 1549263 1549212 45 


strain B8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aq 


555880 Bacteria_16S 1552197 1552146 45 


citratiphilum strain B4 16S ribosomal RNA, partial sequ 
Proteobacteria; Betaproteobacteria; Burkholde 


Bacteria; 
555880 Bacteria_16S 
strain MK27-91F2 


1574638 1574543 1 


555880 Bacteria_16S 
strain CM243 16S 


1615889 1615806 13 


555880 Bacteria_16S 1623465 1623414 45 


96 


96 


96 


96 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


96 


1511717 15130 


gi 


219857245 


1548180 15495 


gi 


gi 


gi 


219857243 
ence 15511 
riales; 
219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


219878466 


1614821 16162 


gi 


219878461 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 


stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


ref 


ref 


ref 


ref 


95 Aquabacterium 
uabacterium. 


12 1552529 Aquaba 
Aquaba 


Histophilus 
NR_024875.1 
NR_024871.1 


cterium. 
NR_024687.1 


Actinosynne 
NR_025605.1 


e; Woodshole 


ref 


NR_025600.1 


77 Histophilus somni Bacteria; 
steurellaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium 
cterium citratiphilum 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
donocardineae; 


mataceae; Umezawaea. 
Woodsholea maritima 


41 Woodsholea maritima Bacteria; 
aulobacteracea 


a. 
Sutterella 


1622384 1623838 Sutterella 


Sutterella. 


555880 Bacteria_16S 1626487 1626392 1 96 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

555880 Bacteria_16S 1666149 1666054 1 96 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

555880 Bacteria_16S 1669184 1669133 45 96 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
555880 Bacteria_16S 1682838 1682787 45 96 gi|219878420|ref|NR_025559.1| Actinomyces oricola 
strain R5292 16S ribosomal RNA, partial sequence 1681727 1683234 Actinomyces oricola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
555880 Bacteria_16S 1687292 1687241 45 96 gi| 219878417 |ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 

555880 Bacteria_16S 1691977 1691882 1 96 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 

555880 Bacteria_16S 1727059 1727008 45 96 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

555880 Bacteria_16S 1728598 1728547 45 96 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
555880 Bacteria_16S 1730134 1730083 45 96 gi| 219878388 |ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
555880 Bacteria_16S 1731647 1731596 45 96 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

555880 Bacteria_16S 1740866 1740771 1 96 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 


strain DSM 44494 


strain DSM 46000 


strain DSM 11334 
Proteobacteria; 


strain LMG 1945, 


Proteobacteria; B 


555880 Bacteria_16S 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 


B 
555880 Bacteria_16S 


oc 
1830427 1830376 45 
olChil 16S ribosomal RNA, 


, 


96 gi 
complete seq 
Proteobacteria; Betaproteobacteria; 
1845816 1845733 13 96 gi 
ibosomal RNA, partial sequence 


ue 
Rh 


YP 
1879145 1879094 45 96 gi 


n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1888593 1888498 1 96 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1897815 1897764 45 96 gi 


ue 
a; 


qu 
a; 


etaproteobacteria; Burkholderiales; Al 
1899358 1899307 45 96 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 


ca 


ne 
ca 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 
agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 
555880 Bacteria_16S 
paurometabola str 
paurometabola Bac 
Cellulomonadaceae; 
555880 Bacteria_16S 
16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 
limicola strain G 
limicola Bacteria 
555880 Bacteria_16S 
strain vc 5 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
555880 Bacteria_16S 
thiooxidans strai 
thiooxidans Bacte 
555880 Bacteria_16S 
schindleri strain 
schindleri Bacter 
555880 Bacteria_16S 


219878316 


219878305 
1844748 18461 


219878282 
219878273 
219878265 


16S ribosomal RNA, partial sequence 1896710 18982 


219878264 


Streptosporangineae; Nocardiop 

1754594 1754499 1 96 gi|219878370|ref|NR_025509.1 

n KMM 255 16S ribosomal RNA, partial sequence 1753455 175495 

ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseud 

1806033 1805938 1 96 gi| 219878332 |ref|NR_025471.1 

ain DSM 14281 16S ribosomal RNA, partial sequence 1804913 180639 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
; Oerskovia. 

1807571 1807476 1 96 gi|219878331|ref|NR_025470.1 


occineae; Cellulomonadac 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 


ref |NR_025444.1 


nce 
odocycla 


ceae; Maricauli 
ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025412.1 
ence 1887472 188893 
Pseudomonadales; Moraxe 
ref|NR_025404.1 


homonada 


nce 
Burkhol 


ligenaceae; Bordetella. 
ref|NR_025403.1 
81 1899753 Bracki 


ae; Brackiella. 


e 18982 
ligenace 


1900902 1900807 1 96 gi 


219878263 


ref|NR_025402.1 


36 Nocardiopsis halophila Bacteria; 


saceae; Nocardiopsis. 
Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Ss. 


Limnobacter 

7 Limnobacter 
lderiaceae; Limnobacter. 
Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Ornithinimicrobium 


1899804 190110 


9 Ornithinimicrobium 


humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiacea 


e; Ornithinimicrobium. 


555880 Bacteria_16S 1910946 1910895 45 96 gi|219878256|ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

555880 Bacteria_16S 1923188 1923137 45 96 gi|219878246|ref|NR_025385.1] Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 


mannitolilytica B 


Ralstonia. 


555880 Bacteria_16S 
paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 
555880 Bacteria_16S 
6S ribosomal RNA, partial sequence 1946525 19480 


strain Se-1111R 1 
Proteobacteria; B 


555880 Bacteria_16S 


strain CF-25 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 


strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


555880 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


555880 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


555880 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


555880 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


555880 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


555880 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


555880 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


555880 Bacteria_16S 


strain MCS 25 16S 
Proteobacteria; A 


555880 Bacteria_16S 


strain ATCC 15253 
Proteobacteria; A 


555880 Bacteria_16S 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


G 
555880 Bacteria_16S 


Micr 
gi 


oc 
1959750 1959655 1 96 
ribosomal RNA, partial sequence 
Micr 
gi 


oc 
1962811 1962716 1 96 

ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
1965855 1965804 45 96 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


st 


s 
ob 


1971656 1971605 45 96 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


ue 
a; 


1979453 1979402 45 96 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
1990434 1990339 1 96 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


ac 


al 
te 
1993525 19934301 96 gi 
ammaproteobacteria; Enterobacteriales; 
1998153 1998058 1 96 gi 


E 


ammaproteobacteria; Enterobacteriales; E 


1999692 1999597 1 96 gi 


Enterobacteriales; Enterobacteriac 

2001226 20011311 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2017935 2017852 13 96 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2023836 2023753 13 96 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
2052965 2052914 45 96 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


ia; ea 


ct 


YP 


au 


se 
Ac 


555880 Bacteria_16S 


strain 47Lol 16S 


555880 Bacteria_16S 


heidelbergense st 


heidelbergense Bacteria; Actinobacteria; Actinobacterid 


Mycobacteriaceae; 


555880 Bacteria_16S 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 


2069676 2069625 45 96 
ribosomal RNA, partial sequence 


gi 


oc 
2091056 2091005 45 96 gi 
rain 2554/91 16S ribosomal RNA, partial 
ae 


Mycobacterium. 


etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
1958194 1958099 1 96 gi| 219878223 |ref|NR_025362.1 
ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter 


occin 


219878222 
1958616 19601 


occin 


219878220 
1961654 19631 


eurel 


219878218 


equen 
acter 


219878214 


nce 


219878209 


19 
teral 


219878202 


sequ 
ria; 


219878200 
6S ribosomal RNA, partial sequence 1992387 19938 


ntero 


219878197 
16S ribosomal RNA, partial sequence 1997016 19 


ntero 


219878196 
somal RNA, partial sequence 1998561 2000045 Pr 


e; Pr 


219878195 


20 
erial 


219878184 
2016867 20 


homon 


219878180 


20 
lobac 


219878157 


quenc 
tinom 


219878144 
2068593 20 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 


yclac 


Burkhol 


; Micrococcaceae 
ref|NR_025361.1 
16 Arthrobacter 
; Micrococcaceae 
ref|NR_025359.1 


eae 


eae 


laceae; Pasteurella 
ref|NR_025357.1 
1964797 196621 


Burkholderiales 


ce 
ia; 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 


ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 


783 
es; 


enc 
Ent 
ref |NR_025339.1 


teri 
ref 


bac aceae; Serra 
NR_025336.1 
985 
bacteri 
ref 
a fo 
a. 

ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 


ref |NR_025323.1 


aceae; Prote 
NR_025335.1 
agi ntium Bacter 


agi 


000 


es; 


182 
ada 


ceae; Maricaulis 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025296.1 

2051875 205339 
tales; Corynebac 


227 
ter 


e 

yce 
ref |NR_025283.1 
700 
eae 


; Thauera. 


219878129 


seque 
Act 


v 


2112448 2112397 45 96 


gi 


219857660 


ref|NR_025268.1 
2089993 209143 
mycetales; Coryn 


nce 
ino 


ref 


acteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
1938471 1938376 1 96 gi|219878236|ref|NR_025375.1| Brevibacterium 
n CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
; Brevibacterium. 
1947606 1947555 45 96 gi|219878230|ref|NR_025369.1| Bordetella petrii 


20 Bordetella petrii Bacteria; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 


Arthrobacter albus 


albus Bacteria; 


v 


Arthrobacter. 
Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


, 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Serratia 

1 Serratia 

Enterobacteriaceae; 


Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 
bacterium proteus 

eae; Obesumbacterium. 
Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Caulobacter henricii 
acter henricii Bacteria; 
er. 

Mycobacterium 
1 Mycobacterium 
terineae; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


NR_025249.1 


Mycobacterium 


2111381 2112761 Mycobacterium pinnipedii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 


555880 Bacteria_ 


strain AU2944 16S 
B 


Proteobacteria; 
555880 Bacteria_ 
africanum strain 


africanum Bacteri 
Mycobacteriaceae; 


555880 Bacteria_ 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


555880 Bacteria_ 


16S 2123044 2122993 45 


riboso 


96 

mal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
16S 2129120 2129069 45 96 gi 
ATCC 25420 16S ribosomal RNA, partial 
a; Acti 
Mycobacterium; Mycobacterium tubercul 
16S 2130598 2130547 45 96 gi 
in ATCC 19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 


gi 


2121958 21233 


rkholderia 


se 
nobacteria; Actinobacteridae; Act 


os 


al 


16S 2135120 2135069 45 96 gi 


219857653 


219857649 
quence 


is compl 
219857648 
sequenc 


, 


219857645 


inomycet 


Actinomy 


ref |NR_025242.1 


; Ralstonia 
ref|NR_025238.1 

2128040 212947 
ales; Corynebac 
ex. 
ref |NR_025237.1 
e 2129523 213098 
cetales; Coryne 


ceae 


v 


ref |NR_025234.1 


aE: 


b 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 


acterineae; 


Mycobacterium microti 


strain ATCC 19422 
Bacteria; Actinob 


16S ri 
acteria 


bosomal 


, 


RNA, partial sequence 
Actinobacteridae; Actinomycet 


21340 


ales; 


Cory 


40 2135523 Mycobacterium microti 
nebacterineae; Mycobacteriaceae; 


Mycobacterium; My 


555880 Bacteria_ 


strain MUP 1182 1 
Actinobacteria; Actinoba 


555880 Bacteria_ 


strain ATCC 927 1 
Actinobacteria; Actinoba 


555880 Bacteria_ 


strain NCIMB 8634 
G 


Proteobacteria; 
555880 Bacteria_ 


strain NCIMB 8633 
G 


Proteobacteria; 
555880 Bacteria_ 


henchirensis stra 
henchirensis Bact 


555880 Bacteria_ 


hongkongensis str 
hongkongensis Bac 


Actinomycetaceae; 
555880 Bacteria_ 


strain NRCM 00-25 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


555880 Bacteria_ 


guaymasensis stra 
Bacteria; Aquific 


555880 Bacteria_ 


thiodismutans str 
thiodismutans Bac 


Desulfonatronum. 
555880 Bacteria_ 


strain KS9 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 


555880 Bacteria_ 


acetigenes strain 
Firmicu 


Bacteria; 
Sporanaerobacter. 


555880 Bacteria_16S 
issachenkonii strain KMM 3549 16S ribosomal RNA, partia 
issachenkonii Bacteria; 
Pseudoalteromonas. 
555880 Bacteria_16S 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
555880 Bacteria_16S 
campinensis strai 
Proteob 
555880 Bacteria_16S 
strain A45 16S ri 
G 


Bacteria; 


Proteobacteria; 


strain MIT 97-507 
Proteobacteria; E 


555880 Bacteria_16S 


strain L2-TR 16S 
Proteobacteria; 


strain KF46F 16S 


G 
555880 Bacteria_16S 


cobacte 
16S 


rium tuberculosis complex. 
2148672 2148621 45 96 

6S ribosomal RNA, 
cteridae; Actinomycetales; Cory 
2165312 2165261 45 96 gi 
6S ribo 


gi 


16S 


cteridae; Actinomycetales; Cory 
16S 2171502 2171407 1 96 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 2173053 2172958 1 96 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 2179018 2178967 45 96 gi 
in TMB834 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 
16S 2183560 2183509 45 96 gi 
ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

16S 2218350 2218299 45 96 gi 
5 16S ribosomal RNA, partial sequence 


16S 2232034 2231939 1 96 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
16S 2236634 2236551 13 96 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 
16S 2253351 2253256 1 96 
bosomal RNA, partial sequence 


gi 


Stre 
2254848 2254797 45 96 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


16S 


2273395 22733001 96 gi 


Proteobacteria; Gammaproteobact 


2274913 2274862 45 96 gi 


2276447 2276396 45 96 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2284129 2284034 1 96 gi 
bosomal RNA, partial sequence 


2293135 2293041 1 96 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2299100 2299005 1 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 


complete sequence 2147582 21491 
ne 


somal RNA, partial sequence 2164214 21657 
ne 


se 


se 


eq 
ia 


qu 
e; 


ne 


nc 
Pe 


qu 
er 


2252243 22536 
pt 
en 


id 


1 
er 


rk 


nce 
ra 


2282981 22844 


ammaproteobacteria; Methylococcales; Met 
555880 Bacteria_16S 


Ss; 


2297982 22993 
di 


2305067 2305016 45 96 gi 
ribosomal RNA, partial sequence 


219857636 
bacterin 
219857625 


bacterin 
219857621 
21703 


219857620 
21719 
udomonad 
219857614 
uence 

; Burkho 
219857611 
ence 


219857587 
22172 
bacterin 
219857578 
e 22309 
rsephone 
219857575 
ence 
ia; Desu 
219857564 


osporang 
219857563 
ce 22537 
iales Fa 


219857551 
sequence 
ia; Alte 


219857550 


holderia 
219857549 
e 22753 
ales; Bu 
219857544 


hylococec 
219857536 
22920 
Helicob 
219857531 


omarinac 


udomonad 


Actinomycet 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacter 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; 
ref|NR_025209.1 


aceae; Cellvibri 
ref |NR_025203.1 

2177978 217937 
lderiales; Coma 
ref|NR_025200.1 
182453 218387 


ales; Actino 


nN 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025166.1 
13 2232371 Persep 
ila. 
ref|NR_025163.1 

2235498 223697 
lfovibrionales; 


ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


27377 
Pse 


romonadales; 


ref|NR_025138.1 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025119.1 
eae; Idiomarina 


219857526 


i 


Cellvibri 


00 2173400 Cellvi 


monadaceae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Cellvibrio fulvus 
brio fulvus Bacteria; 
Oo. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
Os 

Ramlibacter 

0 Ramlibacter 
Ramlibacter. 
Actinomyces 

7 Actinomyces 

mycineae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Persephonella 

honella guaymasensis 


Desulfonatronum 
8 Desulfonatronum 


Desulfonatronumaceae; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Pseudoalteromonas 
4 Pseudoalteromonas 


udoalteromonadaceae; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 

Cupriavidus 

vidus campinensis 
Cupriavidus. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


ref|NR_025114.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 


Xenophilus azovorans 


2303983 2305466 Xenophilus azovorans Bacteria; 


555880 Bacteria_16S 2306603 2306552 45 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 


Tsukamurellaceae; Tsukamurella. 
555880 Bacteria_16S 2308166 2308115 45 


96 


96 


strain K24 16S ribosomal RNA, partial sequence 


Proteobacteria; 
555880 Bacteria_16S 
strain FI-13295 1 


2327877 2327826 45 


555880 Bacteria_16S 
canadensis strain 


2332369 23322751 


Helicobacter. 


555880 Bacteria_16S 2409723 2409628 1 


salina strain YIM90002 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 


555880 Bacteria_16S 2412838 2412743 1 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial 


quisquiliarum Bacteria; 
Methylosarcina. 
555880 Bacteria_16S 
inopinatus strain 


Proteobacteria; 


2415948 2415865 13 


Desulfovibrio. 


555880 Bacteria_16S 2425152 2425101 45 


kellyi strain BII-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
555880 Bacteria_16S 
strain DSM 1105 1 
Proteobacteria; 
555880 Bacteria_16S 
strain 3CB-1 16S 
Proteobacteria; 

555880 Bacteria_16S 


2437057 2437006 45 


2498918 2498867 45 
ribosomal RNA, partial 


2500455 2500404 45 


96 


96 


NLEP-16143 16S ribosomal RNA, partial 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


96 


96 


Gammaproteobacteria; Methylococcales; 


96 


96 


96 


96 
sequence 


Betaproteobacteria; Rhodocyclales; 


96 


strain MF63 16S ribosomal RNA, partial sequence 


Proteobacteria; 
555880 Bacteria_16S 
strain LMG 3413 1 
Proteobacteria; 
555880 Bacteria_16S 
strain MHS-3 16S 


2532354 2532303 45 


2542424 2542329 1 
ribosomal RNA, partial 
555880 Bacteria_16S 2543820 2543769 45 
palleronii strain 


555880 Bacteria_16S 
strain CCUG 2113 
Proteobacteria; 

555880 Bacteria_16S 


2545377 2545326 45 


2574580 2574485 1 


Betaproteobacteria; Rhodocyclales; 


96 


96 
sequence 


96 


CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 


96 


96 


gi] 219857525 


complete sequence 
Actinomycetales; 


gi| 219857524 


2307079 2308560 Pigmentiphaga 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


gi|219857511 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857508 
sequence 


gi 
219857454 


gi 


219857452 
sequence 


gi 


gi] 219857450 


HHQ 20 16S ribosomal RNA, partial sequence 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; 


gi|219857442 


gi|219857430 


6S ribosomal RNA, partial sequence 2436004 24374 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


gi|219857384 


2497830 24993 
Rhodocyclaceae; 


gi| 219857382 


2499368 25008 
Rhodocyclaceae; Azoarcus. 


gi| 219857356 


6S ribosomal RNA, partial sequence 2531266 25327 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


gi|219857349 


2541332 25426 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


219857348 
sequence 


gi 


gi| 219857347 


16S ribosomal RNA, partial sequence 2544276 25457 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi|219857285 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 


aminophilus Bacteria; 
Desulfovibrio. 
555880 Bacteria_16S 


Proteobacteria; 


2576126 2576075 45 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial 
Proteobacteria; 


asinigenitalis Bacteria; 


555880 Bacteria_16S 2619267 2619216 45 


Deltaproteobacteria; 


96 


Betaproteobacteria; 


96 


strain CKB 16S ribosomal RNA, partial sequence 


Proteobacteria; 


555880 Bacteria_16S 2630032 2629937 1 


96 


strain Se-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
555880 Bacteria_16S 
intermedia strain 
Bacteria; 
555880 Bacteria_16S 
pelophilus strain 


Deinococci; 
2645267 2645216 45 


2646811 2646760 45 


555880 Bacteria_16S 2649816 2649765 45 


Thermales; 


96 


S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


96 


96 


strain BS5-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 


219857284 
sequence 


gi 


gi] 219857253 


2618180 26196 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


gi|219857239 


2628913 26303 
Thermaceae; 


Thermus. 


gi|219857228 


gi| 219857227 


asp 66 16S ribosomal RNA, partial sequence 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 


gi] 219857225 


24085 


Desulfovibrionales; 


24240 


Burkholderiales; 


Desulfovibrionales; 


Burkholderiales; Alc 


26441 
Comamonadaceae; 


Rhodocyclales; 


ref |NR_025113.1 


77 Mycobacterium 
ref|NR_025096.1 


ref |NR_025042.1 


ref |NR_025040.1 
2411699 241321 


ref|NR_025038.1 
2414827 241631 


ref|NR_025030.1 


ref |NR_025018.1 


ref |NR_024972.1 


Thauera. 
NR_024970.1 


ref 


ref|NR_024944.1 


ref |NR_024937.1 


ref |NR_024936.1 

2542716 254422 
ref |NR_024935.1 
Acidovorax. 
ref|NR_024916.1 


2573428 257495 
De 


ref |NR_024915.1 
2575008 257651 


ref|NR_024884.1 
85 Dechloromonas 
Dechloromonas. 
ref|NR_024867.1 


ref|NR_024856.1 
82 2645662 Hydrog 
Hy 
ref|NR_024855.1 

2645713 264719 
Rhodocycl 
NR_024853.1 


ref 


230551 
Corynebacterineae; 


2331268 233272 
Campylobacterales; 


Comamonadaceae; 


Tsukamurella 
7 2307028 Tsukamurella 


ref|NR_025112.1| Pigmentiphaga kullae 
kullae Bacteria; 
Pigmentiphaga. 
ref|NR_025099.1| Mycobacterium doricum 


doricum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Helicobacter 
4 Helicobacter 


Helicobacteraceae; 


Streptomonospora 


77 2410105 Streptomonospora salina 
Streptosporangineae; 


Nocardiopsaceae; 


Methylosarcina 
0 Methylosarcina 


Methylococcaceae; 


Desulfovibrio 
0 Desulfovibrio 


Desulfovibrionaceae; 


Halothiobacillus 


42 2425535 Halothiobacillus kellyi 
Halothiobacillaceae; 


Halothiobacillus. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 
Cupriavidus. 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 
Cupriavidus. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Hydrogenophaga 

5 Hydrogenophaga 
Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Dechloromonas agitata 
agitata Bacteria; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 
Propionivibrio 

7 Propionivibrio 
aceae; Propionivibrio. 
Azonexus fungiphilus 


2648722 2650196 Azonexus fungiphilus Bacteria; 


555880 Bacteria_16S 


6a3 16S ribosomal 


2651319 2651268 45 
RNA, partial sequence 


96 gi 


219857224 
2650247 2651682 Azosp 


ref 
ira 


NR_024852.1 
oryzae Bacte 


Azospira oryzae strain 
ria; Proteobacteria; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

555880 Bacteria_16S 2657300 2657205 1 96 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

555880 Bacteria_16S 2696090 2696007 13 96 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
555880 Bacteria_16S 2708373 2708279 1 96 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

555880 Bacteria_16S 2718733 2718682 45 96 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

555880 Bacteria_16S 2723320 2723225 1 96 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

555880 Bacteria_16S 2744338 2744287 45 96 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

555880 Bacteria_16S 2747250 2747155 1 96 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

555880 Bacteria_16S 2817896 2817845 45 96 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

555880 Bacteria_16S 2830007 2829912 1 96 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 

555880 Bacteria_16S 2846762 2846711 45 96 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 


Firmicutes; Clost 


555880 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


555880 Bacteria_16S 


saccharophila str 
saccharophila Bac 


555880 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


555880 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


555880 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


555880 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


555880 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


555880 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


555880 Bacteria_16S 


strain HN3-7 16S 
Deinococcus-Therm 


555880 Bacteria_16S 
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2848296 2848245 45 96 gi 
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2849857 2849806 45 96 gi 
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2862272 2862221 45 96 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2868444 2868393 45 96 gi 
ATCC 14670 16S ribosomal RNA, partial 

a; Proteobacteria; Betaproteobacteria; 


ma. 


Ss 
Hs 
2 
1 
a; 
2 
se 
B 


2923747 2923657 5 96 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2938644 2938549 1 96 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 

3013069 3012974 1 96 gi 
n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3014597 3014546 45 96 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3020599 3020504 1 96 gi 
ribosomal RNA, partial sequence 
us; Deinococci; Thermales; 
3046477 3046382 1 


ne 


n 
2 

1 

; 


ue 
A 


gi 


ma. 


Thermaceae; T 


96 gi 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 


219856891 
ia; 


19856883 


19856879 


219856841 


adales; 
19856831 


219846915 


219846914 
3013492 30150 


219846910 
3019481 30209 


219846891 


ly XIII. 


monadace 


equence 
Burkh 


sequence 
Burkhol 


quence 
urkholde 


29226 
xX 


e 


sequence 
Actinomy 


nce 
ctinomyc 


monadace 


hermus. 


Inc 
ref 


ertae Sedis; 
NR_024711.1 


ae; Delftia. 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref|NR_024702.1 
2861171 286267 
deriales; Comamo 
ref |NR_024698.1 

2867356 286884 
riales; Oxalobac 


ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024650.1 

2937540 293900 
cetales; Pseudon 


ref|NR_026507.1 

3011945 301344 
etales; Propioni 
ref|NR_026506.1 


Acidovorax. 
NR_026502.1 


ae; 
ref 


hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 


hortensis Bacteri 
Intrasporangiacea 


a; 


e; Ornithinicoccus. 


Mogibacterium. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Actinoalloteichus 

7 Actinoalloteichus 
ocardineae; 


Marmoricola 
1 Marmoricola 


bacterineae; 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


ref|NR_026483.1 
3045360 304685 


Ornithinicoccus 
1 Ornithinicoccus 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


555880 Bacteria_16S 
dicarboxylicus st 
dicarboxylicus Ba 


Propionivibrio. 


555880 Bacteria_16S 
strain AX39 16S r 
B 
555880 Bacteria_16S 
limneticum strain 
Proteob 
555880 Bacteria_16S 
multipotens strai 
Proteob 
555880 Bacteria_16S 
kamchatkensis str 
kamchatkensis Bac 


Proteobacteria; 


Bacteria; 


Bacteria; 


Desulfurella. 


555880 Bacteria_16S 


strain DSM 12081 
Proteobacteria; 


Sulfurospirillum. 


555880 Bacteria_16S 


lividum strain DS 
Bacteria; 


agaricidamnosum s 


agaricidamnosum B 
Janthinobacterium. 
555880 Bacteria_16S 


strain CCUG 32789 


Bacteria; Actinob 


Actinomyces. 


555880 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 


Desulfofustis. 


555880 Bacteria_16S 


hydrogenovorans s 


hydrogenovorans B 
Desulfonatronovib 
555880 Bacteria_16S 
lucentensis strai 


lucentensis Bacte 
Nocardiopsaceae; 


555880 Bacteria_16S 


strain DSM 40297 


strain DSM 43377 


dassonvillei subs 


Actinomycetales; 


555880 Bacteria_16S 


strain Feox-1 16S 


Proteobacteria; B 


555880 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


B 
555880 Bacteria_16S 
salinarius strain 
salinarius Bacter 
555880 Bacteria_16S 
arcachonense stra 
arcachonense Bact 


Proteob 
555880 Bacteria_16S 


3055632 3055581 45 96 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


L 


3060182 3060131 45 96 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3075021 3074970 45 96 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3079600 3079517 13 96 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3082752 3082669 13 96 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


gi 
oc 


en 
al 


en 
el 


er 


3114146 3114095 45 96 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Rhodocyclales; Rhod 
3130804 3130709 1 96 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3159608 3159514 1 96 gi 
in F1F6 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


Oc 


ue 
ia 


ue 
te 


3221737 3221686 45 96 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3223256 3223205 45 96 gi 
train Wlr3 16S ribosomal RNA, partial 

acteria; Proteobacteria; Betaproteobac 


en 
ri 


se 
te 


3224784 3224733 45 96 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3238498 3238447 45 96 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


eq 
a; 


3244584 3244489 1 96 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
rio. 


1 
ct 


3256487 3256392 1 96 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3258000 3257905 1 


s 
A 
96 gi 


Stre 
gi 


pt 
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er 
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219846846 
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ria; 


219846771 
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sequence 
De 


eria; 


219846750 


equence 
ctinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 


osporang 


219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 


Rhod 
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bact 
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3261022 3260927 1 96 gi| 219846747 |ref|NR_026339.1 

p- albirubida strain DSM 40465 16S ribosomal RNA, partial sequen 
Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

3269980 3269929 45 96 gi| 219846741 |ref|NR_026333.1 
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3299013 3298918 1 96 gi|219846722|ref|NR_026314.1 
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neae 
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ref 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 
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NR_026285.1 


Mycobacterium 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


TAGTAATCGCATTTCAGAAGAGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAATCACCCGAGTGAGGTCCGGATGAGGCCGGCGCAACGCCG 
GTCGAATCTGGGCTTCGCAAGGGGGATTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNCCGGTTGATCCTGCCGGAGGTCACTGCTATCGGTGTCCGATTAAGCCATGCGAGTCGTGAGGGGTTATGCCCTCGGCGGACT 
GCTCAGTAACACGTGGATAACCTGCCCAAGGGTCTGGGATAACCCCGGGAAACTGGGGATAATACCGGATGGATCACTAGTGCTGGAATGCTTGGTGGTCGAAAG 
GCAACGCCTTTGGATGGGTCTGCGGCGGATTAGGTTGACGCCGGTGTAACGTACCGGCGTGCCTGTAATCCGTACGGGTTGTGGGAGCAAGAGCCCGGAGATGGA 
TTCTGAGACACGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTCTACAATGCAGGCAACTGCGATAGGGGGACATCGAGTGGCATCCACCTTGGGTGCC 
TGTCCAACCGTCTAAAAAACGGTTGTTAGCAAGGGCCGGGTAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCGATATTATTGAGTCT 
AAAGGGTCCGTAGCCGGCTTTGCAAGTCCCCTGGGAAATCCAGCGGCTTAACCGTTGGGCTTTCATGGGATACTACATTGCTTGGGACTGGGAGAGGTAGGAGGT 
ACTCGGGGGGTAGGGGTGAAATCCTGTAATCCTCCGGGGACCACCGGTGGCGAAGGCGTCCTACCAGAACAGGTCCGACGGTGAGGGACGAAAGCTAGGGGCACG 
AACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCGCTAGGTGTCACGACGGTCGTGAATCGTCGTGGTGCCGTAGGGAAGCCGCGAAGCGGGCCA 
CTTGGGAAGTACGGCCGCAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGAAGCTTACCG 
GGATCGACAGTTGTATGAAGGCCAGGCTGAAGACCTTGCCGGACTAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTCGTACCGTGAGGCGTCCTGTTAAGTCAG 
GCAACGAGCGAGACCCATTTCCACTGTTGCTAACGACTCCGCGAGGAGGGCGAGTACACTGTGGAGACCGCTGGCGCTAAGTCAGAGGAAGGATTGGTCGACGGT 
AGGTCAGTATGCCCCGAATATCCCGGGCTACACGCGGGC TACAATGGATAGGACAATGGGTAACTACACCGAAAGGTGGCGTCAATCTCTTAAACCTATCCTTAG 
TTCGGATTGAGGGCTGGAACTCGCCCTCATGAAGATGGAATCCGTAGTAATCGCATTTCAAAACAGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCG 
TCAAACCACCCGAGCGGGGCGTGAATGAGGATCCTTTTCATTGAAGGACTCGAATTCATGTTCTGTAAGGGGGGTTAAGTCGTAACAAGGTACCCNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGTCACTGCTATCGGGGTTCGATTAAGCCATGCGAGTCGAGAGGGTTCGGCCCTCGGCGTACTG 
CTCAGTAACACGTGGATAACCTGCCCTAAGGAAGGGGATAACCTCGGGAAACTGAGGATAATACCCTATAGGATACCGATGCTGGAATGCCCGGTATCCCAAAGC 
TCCGGCGCCTTAGGATGGATCTGCGGCCGATTAGGTCGTTGTTGGGGTAACGGCCCAACAAGCCGATAATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGTTGG 
ATTCTGAGACACGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCGGGCAACCGTGATAAGGGAACCTCGAGTGCCTGTACATGCAGGCTG 
TCTGGGTGTCTAAAACACACCCAAAGAAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCACTTTTATTGGGCTTAAA 
GCGTTCGTAGCTGGGTTGTTAAGTCTCTTGGGAAATCTGGCAGCTTAACTGTCAGGCGTCTAAGAGATACTGGCAATCTAGGAACCGGGAGAGGTGAGGGGTACT 
TCGGGGGTAGGAGTGAAATCCTGTAATCCTCGAGGGACCACCTGTGGCGAAGGCGCCTCACCAGAACGGCTTCGACAGTGAGGGACGAAAGCTGGGGGAGCAAAC 
CGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGCGCGTTAGGTGTGTCGATGACCACGAGTCATCGAGGTGCCGAAGGGAAACCGTGAAACGCGCCGCCT 
GGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACAGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGGAAGCTCACCGGA 
TAGGACAGCAGAATGATTGCCGGGCTGAAGACTCTGCATGACTAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGC 
AACGAGCGAGACCCACGCCAACAGTTGCCAGCACGATCCCCGGATCGGTGGGGACACTGTTGGGACCGCCTCTGCTAAAGAGGAGGAAGGAATGGGCAACGGTAG 
GTCAGCATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGGCAGGACAATGGGTATCGACGCCGAAAGGCGAAGGCAATCTCCTAAACCTGTCCGTAGTT 
CGGATTGTGGGCTGTAACTCGCCCACATGAAGCTGGAATCTGTAGTAATCGCGTTTCAAAATAACGCGGTGAATATGTCCCTGCTCCTTGCACACACCGCCCGTC 
AAACCACCCGAGTGGGGTTTGGATGAGGCTGCGGTCGTTGCCGCAGTCGAATCTAGGTTCCGCAAGGGGGGTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTG 
CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTTGATCCTGCCGGAGGCNATTGCTATTGGAGTCCGATTTAGCCATGCTAGTT 
GCACGAGTTCAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTCTGGAGGGGACCAACCTCGGGAAACTGAGGCTAATTCCCCATACCGCTCGA 
CGCCTGGAACTGCGCGAGCCCGAAACGCTCCGGCGCCAGAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACG 
GGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCNTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGTGCGATAAGGG 
GACTCCAAGTGCGAGGGCATAGAGCCCTCGCTTTTCTGCACCGTAAGGTGGTGCAGGAACAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCA 
GCACGAGTGATGGCCGCTCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCAGGCAAGTCCATCGGGAAATCTCCCCGCCTAACGGGGAGGCGTCCGGTGGAAACTG 
CCTGGCTTGGGACCGGAAGATCCAGAGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGGTGGCGAAAGCGCTCTGGAAAGACGGATC 
CGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGNCACAGGCTACGAGCCTGTGG 
TGTGCCGCAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCNTGCGGT 
TTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAGTAGGAGTGACGGTCAGTGTGATGAGCTTACCAGACCTACTGAGAGGAGGTGCATGGCCGCCGTC 
AGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGAGGACTGCC 
AGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGAGACAGTGGGATGCAACCCCGA 
AAGGGGGCGCTAATCTCCGAAACTCGATCGTAGTTCGGATTGCGGACTGAAACTCGTCCGCATGAAGCTGGATTCGGTAGTAATCGCCGTTCAGAAGACGGCGGT 
GAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCNGGATGAGGCCCCTTCTGGGGGTCGAATCTGGGCTTCGCAAGNNGGCTTAA 
GTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGGTCACT 
GCTATCGGGGTTCGATTAAGCCATGCGAGTCGAGAGGGTCAAGCCCTCGGCATACTGCTCAGTAACACGTGGACAACCTGCCCTGAGGTGAGGGATAACTCCGGG 
AAACTGGAGATAATACCTCATAGTTTACCATCGCTGGAATGCCTGGTAAGCCAAAGGTCCGCCGCCACAGGATGGGTCTGCGGCCGATTAGGTAGTTGTTGGGGT 
AACGGCCCAACAAGCCTGTAATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGATGGATTCTGAGACACGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAA 
CTTTACAATGCAGGCAACTGTGATAAGGGAACCCCGAGTGCCCGTATGGACGGGCTGTTCAGGTGCTTAAAAACCACCTGGAGAAAGGGCCGGGCAAGACCGGTG 
CCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCACTATTACTGGGCTTAAAGCGTCCGTAGCTTGGTCGTTAAGCCTCTGGGGAAATCTTCCGGCTCAA 
CCGGAAGGCGTCTCAGGGGAACTGGCGACCTAGGGATCGGGAGAGGTGAGAGGTACTCTGGGGGTAGGAGTGAAATCCTGTAATCCTCAGGGGACCACCTGTGGC 
GAAGGCGTCTCACCAGAACGACTCCGACAGTGAGGGACGAAAGCTGGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGCGCGTTAGGT 
GTATCGGTGACCACGAGTTACCGAGGTGCCGAAGGGAAACCGTGAAACGCGCCGCCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGC 
ACCACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACAGCTCACCGGGTAGGACAGCGATATGATAGTCGGGCTGAAGACTCTACTTGATCAGCTG 
AGAGGAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCCAGCACAGTCTCCGGACTGG 
TGGGGACACTGTTGGGACCGCCTCTGCTAAAGAGGAGGAAGGAATGGGCAACGGTAGGTCAGCATGCCCCGAATTACCCGGGCTACACGCGGGCTACAATGGACA 
GGACAATGGGTATCGACACCGAAAGGTGAAGGCAATCTCCTAAACCTGCCCTTAGTTCGGATTGCGGGCTGCAACTCGCCCGCATGAAGCTGGAATCCGTAGTAA 
TCGCGTTTCAAAATAGCGCGGTGAATCTGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCACCCGAGTGAGGTTTGGATGAGGCTGCGGTTGTTGCCGTAGTC 
GAATCTAGGTTTCGCAAGGGGGGTTAAGTCGTAACAAGGTAGCCGTAGGGAATCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
AGAGGTCACTGCTATCGGGGTTCGATTAAGCCATGCGAGTCGAGAGGGTTCGGCCCTCGGCGTACTGCTCAGTAACACGTGGATAACCTGCCCTAAGGAAGGGGA 
TAACCCCGGGAAACTGGGGATAATACCCTATAGACTACAGATGCTGGAATGCTCTGTAATCGAAAGTTCCGACGCCTTAGGATGGATCTGCGGCCGATTAGGTTG 
TTGTCGGGGTAATGGCCCAACAAGCCAGTGATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGTTGGATTCTGAGACACGAATCCAGGCCCTACGGGGCGCAGCA 
GGCGCGAAAACTTTACAATGCGGGCAACCGTGATAAGGGAACCTCGAGTGCCTGTATATGCAGGCTGTCCAGGTGTCTAAAACACACCTGAAGAAAGGGCCGGGC 
AAGACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCACTTTTATTGGGCTTAAAGCGTTCGTAGCTGGGTTGTTAAGTCTCTTGGGAAATCT 
GGCGGCTTAACCGTCAGGCGTCTAAGGGATACTGGCAATCTTGGAACCGGGAGAGGTGAGGGGTACTTCGGGGGTAGGAGTGAAATCCTGTAATCCTCGAGGGAC 
CACCTGTGGCGAAGGCGCCTCACCAGAACGGCTTCGACAGTGAGGGACGAAAGCTGGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCAGCTGTAAACGATG 
CGCGTTAGGTGTATCGGTGACCACGAGTCACCGAGGTGCCGAAGGGAAACCGTGAAACGCGCCGCCTGGGAAGAACGGTCGCAAGGCTGAAACTTAAAGGAATTG 
GCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGGAATCTCACCGGATAAGACAGCTGAATGATTGCCGGGCTGAAGACTCTGCA 
TGACTAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCCAGCATGGTC 
TCCGGACTGATGGGGACACTGTTGGGACCGCCTCTGCTAAAGAGGAGGAAGGAATGGGCAACGGTAGGTCAGCATGCCCCGAATTATCCGGGCTACACGCGGGCT 
ACAATGGGCAGGACAATGGGTATCGACACCGAAAGGTGAAGGCAATCTCCTAAACCTGTCCGTAGTTCGGATTGTGGGCTGTAACTCGCCCACATGAAGCTGGAA 
TCCGTAGTAATCGCGTTTCAAAATAACGCGGTGAATGTGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCATCTTAGTGGGGTTTGGATGAGGCTGCGGTCGT 
TGCCGCAGTCGAATCTAGGTTCCGCAAGGAGGGTTAAGTCGTAACAAGGTAGCCGTAGGGAATCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
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Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

555880 Bacteria_16S 3388865 3388771 1 96 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

555880 Bacteria_16S 3406983 3406888 1 96 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

555880 Bacteria_16S 3413090 3413039 45 96 gi|219846636|ref|NR_026228.1| Actinomyces viscosus 
strain NCTC 10951 16S ribosomal RNA, partial sequence 3412006 3413422 Actinomyces viscosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

555880 Bacteria_16S 3422021 3421926 1 96 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

555880 Bacteria_16S 3427947 3427852 1 96 gi|219846626|ref|NR_026218.1| Pseudoalteromonas 
atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 3426820 3428242 Pseudoalteromonas 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

555880 Bacteria_16S 3453268 3453173 1 96 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

555880 Bacteria_16S 3456323 3456228 1 96 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

555880 Bacteria_16S 3459346 3459251 1 96 gi|219846603|ref|NR_026195.1| Arthrobacter 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

555880 Bacteria_16S 3468478 3468383 1 96 gi| 219846597 |ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

555880 Bacteria_16S 3470004 3469909 1 96 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

555880 Bacteria_16S 3476089 3475994 1 96 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

555880 Bacteria_16S 3492800 3492749 45 96 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

555880 Bacteria_16S 3504741 3504646 1 96 gi|219846573|ref|NR_026165.1| Agromyces ramosus 
strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 3505104 Agromyces ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

555880 Bacteria_16S 3516918 3516823 1 96 gi|219846565|ref|NR_026157.1| Curtobacterium luteum 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
555880 Bacteria_16S 3518440 3518345 1 96 gi|219846564|ref|NR_026156.1| Curtobacterium citreum 
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Mycobacterium. 

555880 Bacteria_16S 3664673 3664622 45 96 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

555880 Bacteria_16S 3669296 3669201 1 96 gi|219846458|ref|NR_026049.1| Erwinia persicina 


strain HK 204 16 
Proteobacteria; 


555880 Bacteria_ 


strain LRB 8581 
Proteobacteria; 


555880 Bacteria_ 
acrylicus strain 
Proteob 
555880 Bacteria_ 


Bacteria; 


strain R001 16S 
Proteobacteria; 


555880 Bacteria_ 


hydrogenophilus 
hydrogenophilus 
Geobacter. 


555880 Bacteria_ 


strain 34-P 16S 
Proteobacteria; 


555880 Bacteria_ 


strain Hh-2 16S 
Proteobacteria; 


555880 Bacteria_ 


strain 18323 16S 
Proteobacteria; 


555880 Bacteria_ 


parapertussis st 
parapertussis Ba 


555880 Bacteria_ 


bronchiseptica s 
bronchiseptica B 


555880 Bacteria_ 


acinonychis stra 
acinonychis Bact 
Helicobacter. 


555880 Bacteria_ 


strain SS-1 16S 
Proteobacteria; 


555880 Bacteria_ 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 3697987 3697893 1 96 gi 
1 
Epsilonproteobacteria; Campylobacterale 
16S 3766678 3766583 1 96 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
16S 3771062 3771011 45 96 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 
16S 3772583 3772518 31 96 gi 
strain H2 16S ribosomal RNA, partial se 
Bacteria; Proteobacteria; Deltaproteoba 


16S 
r 
B 


3795180 3795129 45 96 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
16S 3802741 3802647 1 96 gi 
ribosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterale 
16S 3804259 3804208 45 96 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
16S 3805773 3805722 45 96 gi 
rain 522 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Betaproteobacte 
16S 3807287 3807236 45 96 gi 
train Dog 71 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobact 
16S 3821138 3821043 1 96 gi 
in Eaton 90-119-3 16S ribosomal RNA, pa 
eria; Proteobacteria; Epsilonproteobact 


gi 


B 


16S 
FE 
B 


3854349 3854298 45 96 gi 
ibosomal RNA, partial sequence 385 
etaproteobacteria; Burkholderiales; Le 


3668184 36696 


6S ribosomal RNA, partial sequence 3696887 36983 


3769978 37714 
rk 


qu 
ct 


3794096 37955 
ma 


3801626 38030 
S; 


3803146 38046 
ca 


ue 
baa § 
er 


rt 
er 


pt 


Enterobac 
219846438 


s; Helicob 
219846387 
ce 37655 
ibrionales 
219846384 


holderia 
219846383 
ence 
eria; De 
219846367 


monadace 
219846361 


Helicob 
219846360 


ligenace 
219846359 
nce 

a; Burkh 
219846358 
sequence 
ia; Burk 
219846349 
ial sequ 
ia; Camp 


219846326 
3246 38547 
othrix. 


16S 3888143 3888092 45 96 gi 


teriaceae; Erwin 
ref |NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025975.1 
ceae; Ralstonia 
ref|NR_025974.1 

3771473 377289 
sulfuromonadales 


ref|NR_025958.1 


Polaromonas. 
NR_025952.1 


ae; 
ref 


acte 
ref 


raceae; Heli 
NR_025951.1 


Bordetella. 
NR_025950.1 
3804660 380612 
riales; Alca 
NR_025949.1 
3806174 380763 
holderiales; Alc 
ref |NR_025940.1 
ence 382000 
ylobacterales; H 


ae; 


ref |NR_025916.1 


219846304 


39 Erwinia persicina Bacteria; 


ia. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Geobacter 
0 Geobacter 
Geobacteraceae; 


, 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Helicobacter hepaticus 


95 Helicobacter hepaticus Bacteria; 


cobacter. 
Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 
aligenaceae; Bordetella. 
Helicobacter 

8 3821492 Helicobacter 
elicobacteraceae; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


ref |NR_025894.1 


388702 


Vitreoscilla 
4 3888512 Vitreoscilla 


stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 


555880 Bacteria_16S 


strain N 155 16S 
Proteobacteria; 


strain ATH 2.2.1 
Proteobacteria; 


B 


B 


3889694 3889629 31 96 
ribosomal RNA, partial sequence 


3891217 3891166 45 96 


3961913 3961862 45 96 


3963416 3963365 45 96 


strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain IAM 12670 
Proteobacteria; 
555880 Bacteria_ 


strain CM2104 16S 


555880 Bacteria_ 


strain ATCC 15466 
B 


Proteobacteria; 
555880 Bacteria_ 


aliena strain KMM 
Proteob 
Pseudoalteromonas. 


Bacteria; 


555880 Bacteria_ 


alkalitolerans st 
alkalitolerans Ba 


Micrococcaceae; 
555880 Bacteria_ 


violaceinigra str 
violaceinigra Bacteria; 


555880 Bacteria_ 
strain YIM 90010 


555880 Bacteria_16S 4074172 4074121 45 96 gi| 219846170 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Acti 
Mycobacteriaceae; Mycobacterium. 

555880 Bacteria_16S 4176425 4176374 45 96 gi| 219846096 


strain LMG 5911 1 
B 


Proteobacteria; 
555880 Bacteria_ 
insolitus strain 


insolitus Bacteri 
555880 Bacteria_16S 
strain LMG 5906 1 
B 


Proteobacteria; 


B 


B 


3973772 3973721 45 96 


16S 4012234 4012139 1 96 


16S 4038061 4038010 45 96 


16S 4053080 4052985 1 96 


16S 4059104 4059009 1 96 


16S 4060558 4060507 45 96 


Proteobacteria; 


16S 4062081 4061986 1 96 


16S 4177910 4177859 45 96 


4194752 4194701 45 96 


4214346 42142511 96 
Proteobacteria; 
4215901 4215806 1 96 
Proteobacteria; 
6S 


4234027 4233976 45 96 


strain M175 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
555880 Bacteria_1 
flavescens strain 
Bacteria; Actinob 


Microbacterium. 


555880 Bacteria_1 
strain N. Pfennig 
G 


Proteobacteria; 


6S 32996 32934 34 96 


6S 58669 58607 34 96 


69271 69209 34 96 


Corynebacteriaceae; Corynebacterium. 


555880 Bacteria_16S 


116311 116249 34 96 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


3888563 38900 
etaproteobacteria; Neisseriales; Neisseriaceae; 
555880 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteri 
555880 Bacteria_16S 


gi 


gi 


16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Rubrivivax. 
555880 Bacteria_16S 


gi 
39 


gi 


16S ribosomal RNA, partial sequence 3972687 39741 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; 


gi 
40 


gi 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Thiomonas. 


gi 


3562 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; 


gi 


gi 


ain YIM 31327 16S ribosomal RNA, partial 
Betaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 4060988 40 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


6S ribosomal RNA, partial sequence 4175338 41767 
etaproteobacteria; Burkholderiales; Alcaligenace 


gi 


LMG 6003 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Betaproteobacteria; 


gi 


6S ribosomal RNA, partial sequence 4193672 41950 
etaproteobacteria; Burkholderiales; Alcaligenace 
555880 Bacteria_16S 
translucida strai 
translucida Bacteria; 
Pseudoalteromonas. 
555880 Bacteria_16S 
paragorgicola str 
paragorgicola Bacteria; 
Pseudoalteromonas. 
555880 Bacteria_1 


gi 


n KMM 520 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


ain KMM 3548 16S ribosomal RNA, partial 
Gammaproteobacteria; Alte 


gi 
42 


gi 


401 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


2711 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
555880 Bacteria_16S 
camporealensis st 
camporealensis Ba 


gi 


rain CRS-51 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


gi 


219846302 


219846301 


3890099 3891585 Kingella 
a; Neisseriales; Neisseriaceae; Kingel 


la. 
219846251 


219846250 
62329 39637 


etaproteobacteria; Burkholderiales; Comamonadaceae; 
555880 Bacteria_16S 


219846243 


219846215 


11119 40125 


219846198 
40370 


rain YIM 70010 16S ribosomal RNA, partial sequence 4057969 40594 
cteria; Actinobacteria; Actinobacteridae; 
Citricoccus. 


219846095 


Burkholde 


219846079 


219846065 


Altero 


219846064 
sequence 


219846046 
32932 42344 


265679042 
31915 
Micr 


265679025 
57580 


265679018 
sequence 


Actinomycetales; 


Burkholderiales; 


ref|NR_025892.1| Neisseria flavescens 
48 Neisseria flavescens Bacteria; 
Neisseria. 
ref|NR_025891.1| Kingella oralis strain 
oralis Bacteria; Proteobacteria; 


ref|NR_025841.1| Rubrivivax gelatinosus 
78 Rubrivivax gelatinosus Bacteria; 


ref|NR_025840.1| Rhodoferax fermentans 
85 Rhodoferax fermentans Bacteria; 
Rhodoferax. 
ref|NR_025833.1| Duganella zoogloeoides 
37 Duganella zoogloeoides Bacteria; 
Duganella. 
ref|NR_025805.1| Janibacter melonis 

97 Janibacter melonis Bacteria; 
Intrasporangiaceae; Janibacter. 
ref|NR_025788.1| Thiomonas intermedia 
01 4038390 Thiomonas intermedia Bacteria; 


ref|NR_025775.1| Pseudoalteromonas 
28 4053458 Pseudoalteromonas aliena 


Pseudoalteromonadaceae; 


ref|NR_025771.1| Citricoccus 
48 Citricoccus 


Micrococcineae; 


ref|NR_025770.1] Duganella 
e 4059499 4060937 Duganella 
Oxalobacteraceae; 
ref|NR_025768.1| Nocardiopsis salina 
36 Nocardiopsis salina Bacteria; 
Nocardiopsaceae; Nocardiopsis. 
ref|NR_025760.1| Mycobacterium 
4073095 4074562 Mycobacterium 
nomycetales; Corynebacterineae; 


Duganella. 


ref|NR_025686.1| Achromobacter spanius 
83 Achromobacter spanius Bacteria; 
ae; Achromobacter. 
ref|NR_025685.1] Achromobacter 
4176834 4178306 Achromobacter 
riales; Alcaligenaceae; Achromobacter. 


ref|NR_025669.1| Kerstersia gyiorum 
85 Kerstersia gyiorum Bacteria; 

ae; Kerstersia. 

ref|NR_025655.1| Pseudoalteromonas 


4213214 42147 
monadales; 


13 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_025654.1| Pseudoalteromonas 
4214764 4216269 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_025636.1| Mycobacterium shottsii 
22 Mycobacterium shottsii Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 


265678985 


vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 


ref |NR_029350.1| Microbacterium 
33385 Microbacterium flavescens 

ococcineae; Microbacteriaceae; 

ref |NR_029333.1| Thiocystis violacea 
59029 Thiocystis violacea Bacteria; 

Thiocystis. 

ref |NR_029326.1| Corynebacterium 
68186 69586 Corynebacterium 

Actinomycetales; Corynebacterineae; 

ref |NR_029293.1| Mycobacterium 

115240 116730 Mycobacterium 


vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 


555880 Bacteria_16S 134647 134585 34 96 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

555880 Bacteria_16S 158947 158885 34 96 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

555880 Bacteria_16S 181656 181606 46 96 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 195498 195436 34 96 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 
555880 Bacteria_16S 230745 230683 34 96 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
555880 Bacteria_16S 335854 335792 34 96 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
555880 Bacteria_16S 349495 349433 34 96 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
555880 Bacteria_16S 374695 374633 34 96 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

555880 Bacteria_16S 377821 377739 14 96 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

555880 Bacteria_16S 393187 393125 34 96 gi| 265678793 |ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

555880 Bacteria_16S 399201 399139 34 96 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

555880 Bacteria_16S 411649 411599 46 96 gi|265678780|ref|NR_029085.1]| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 413249 413199 46 96 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 442632 442550 14 96 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

555880 Bacteria_16S 460944 460882 34 96 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

555880 Bacteria_16S 494689 494627 34 96 gi| 265678722 |ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

555880 Bacteria_16S 510028 509966 34 96 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 526737 526675 34 96 gi|265678701|ref|NR_029006.1]| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

555880 Bacteria_16S 585972 585910 34 96 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 597957 597895 34 96 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
strain BCH 16S ribosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

555880 Bacteria_16S 619382 619320 34 96 gi| 265678639 |ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


555880 Bacteria_16S 
strain 216 16S ri 


708293 708231 34 96 
bosomal RNA, partial sequence 


gi 


265678577 
707255 70861 


ref|NR_028882.1 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

555880 Bacteria_16S 735944 735882 34 96 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
555880 Bacteria_16S 808546 808496 46 96 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 811568 811506 34 96 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

555880 Bacteria_16S 837511 837449 34 96 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

555880 Bacteria_16S 875248 875198 46 96 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

555880 Bacteria_16S 1045577 1045515 34 96 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
555880 Bacteria_16S 
scabrisporus stra 
scabrisporus Bact 
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555880 Bacteria_16S 
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nothe 


219846681 


12 


es; C 


219846421 


uence 
ria; 


1326562 1326500 34 
osomal RNA, partial sequence 


96 gi 


219846136 
1325499 1326944 Nocardia alba Bacteria; 


300 
Micr 


425 


758 


Prop 


Nocardiace 
NR_028613.1 
097121 109859 
cetales; Strept 


eae; 
ref 


R 


NR_028612.1 
1098650 110009 
cetales; Strepto 


ref|NR_028605.1 
07 Microbispora 
ineae; Streptosp 
ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


123 


ref|NR_027206.1 
63 Lactobacillus 


ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


471 


181 


ref|NR_025495.1 


; Beutenbergiace 
ref|NR_025405.1 
ce 1233340 123481 
mycetales; Micro 


eae 


ino 


ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 


nce 
rma 


618 
ory 


Des 


a 


fo} 


e; Nocardia. 
Streptomyces 

9 Streptomyces 

mycineae; 


Acrocarpospora 
8 Acrocarpospora 


sporangineae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Lactobacillus antri 
antri Bacteria; 


Nocardia ignorata 

ia ignorata Bacteria; 
e; Nocardia. 
Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Microbacterium 
7 Microbacterium 
coccineae; 


Sulfurihydrogenibium 

1 Sulfurihydrogenibium 
rogenibium. 

Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Desulfuromonas 

5 Desulfuromonas 
Desulfuromonadaceae; 


ref |NR_025726.1 


Nocardia alba strain 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


555880 Bacteria_16S 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica 
Proteobacteria; Gammaproteobacteria; Alteromonadales; F 
555880 Bacteria_16S 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; 
Leifsonia. 
555880 Bacteria_16S 


Microbacteriaceae; 


9187 strain TA 4r 


16S ribosomal RNA, 


1343387 1343325 34 


1402191 1402129 34 


1496322 1496260 34 


96 


96 


96 


complete sequence 


gi|228721107 


gi|228715351 


gi|219846691 


14952 


ref |NR_027602.1 


errimonadaceae; Ferrimonas. 


ref |NR_027523.1 


ref|NR_026283.1 


Ferrimonas balearica 
DSM 9799 Bacteria; 


Leifsonia xyli subsp. 


1401111 1402554 Leifsonia xyli subsp. 
Actinomycetales; Micrococcineae; 


Tolumonas auensis DSM 


67 1496682 Tolumonas auensis DSM 9187 


Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tolumonas. 


555880 Bacteria_16S 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequen 


1521740 1521678 34 


96 


gi|219857610 


ref |NR_025199.1 


Nocardia 


ce 1520665 1522156 Nocardia 


pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 


555880 Bacteria_16S 


strain ATCC 25258 


terrestris strain 


1526386 1526336 46 


1558127 1558065 34 


96 


16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; 
555880 Bacteria_16S 

HKI 0186 16S ribosomal RNA, partial sequence 


96 


gi|219857499 
15252 


gi| 219846193 


ref |NR_025087.1 


ref |NR_025783.1 


Lactobacillus jensenii 


89 1526784 Lactobacillus jensenii 
Lactobacillales; Lactobacillaceae; Lactobacillus. 


Kitasatospora 


1557082 1558525 Kitasatospora 


terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 


Kitasatospora. 
555880 Bacteria_16S 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 


1564043 1563981 34 


96 


gi| 219846103 


ref|NR_025693.1 


Amycolatopsis 


1562964 1564361 Amycolatopsis 


pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


555880 Bacteria_16S 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 


1630998 1630936 34 


96 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 


555880 Bacteria_16S 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequenc 


1673685 1673623 34 


96 


gi|219878456 


gi|219878426 


ref|NR_025595.1 


ref|NR_025565.1 
e 1672599 167407 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Amycolatopsis 
6 Amycolatopsis 


vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


555880 Bacteria_16S 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 


1675208 1675146 34 


Pseudonocardiaceae; Amycolatopsis. 


555880 Bacteria_16S 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 


1676707 1676645 34 


96 


96 


gi| 219878425 


gi| 219878424 


ref|NR_025564.1 
1674127 167557 


ref|NR_025563.1 


Amycolatopsis 
5 Amycolatopsis 


etales; Pseudonocardineae; 


Amycolatopsis 
1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Pseudonocardineae; 
555880 Bacteria_16S 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 


1678224 1678162 34 


Pseudonocardiaceae; Amycolatopsis. 


555880 Bacteria_16S 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


Amycolatopsis. 


555880 Bacteria_16S 


1679745 1679683 34 


1688835 1688773 34 


Pseudonocardiaceae; Amycolato 


96 


96 


96 


strain 6AG 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


555880 Bacteria_16S 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Microbacterium. 


555880 Bacteria_16S 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
555880 Bacteria_16S 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Gulosibacter. 
555880 Bacteria_16S 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; 


Microbacteriaceae; 


intestinalis Bacteria; 
555880 Bacteria_16S 
strain DSM 497 16S ribosomal RNA, partial sequence 


1698160 1698098 34 


1819797 1819735 34 


1835007 1834925 14 


1838064 1838014 46 


1842743 1842681 34 


96 


96 


96 


96 


96 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 


555880 Bacteria_16S 


1853254 1853204 46 


96 


gi|219878423 


gi| 219878422 
16786 


gi|219878415 


1687712 16892 


gi|219878409 


gi|219878323 


gi|219878312 


gi|219878310 


Lactobacillaceae; Lactobacill 


gi|219878307 
1841624 18431 


gi|219878299 


psis. 
ref|NR_025562.1 
1677147 167861 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025554.1 


ref|NR_025548.1 
56 1698545 Microb 
ococcineae; Micr 


ref|NR_025462.1 
; Microbacteriac 


ref|NR_025451.1 
1833888 183531 


ref |NR_025449.1 
1836949 183846 


ref |NR_025446.1 


ref|NR_025438.1 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 


Amycolatopsis 
0 Amycolatopsis 


etales; Pseudonocardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Plantibacter flavus 


91 Plantibacter flavus Bacteria; 


eae; Plantibacter. 
Gulosibacter 

7 Gulosibacter 
occineae; 


Lactobacillus 

1 Lactobacillus 

us. 

Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Thermobifida 


1852181 185367 


5 Thermobifida 


555880 Bacteria_16S 1856341 1856279 34 


capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Act 


Corynebacteriaceae; Corynebacterium. 
555880 Bacteria_16S 1867049 1866967 14 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


555880 Bacteria_16S 1877591 1877541 46 


halotolerans strain DSM 44410 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 
555880 Bacteria_16S 1926270 1926208 34 


96 


96 


96 


96 


gi|219878297 


gi|219878290 
18659 


gi|219878283 


gi| 219878244 


inomycetales; 


omonosporineae H 


sequence 
Actinomycetales; 


ref|NR_025436.1| Corynebacterium 
1855266 1856599 Corynebacterium 
Corynebacterineae; 


ref|NR_025429.1| Asanoa ishikariensis 
35 1867442 Asanoa ishikariensis Bacteria; 
Micromonosporaceae; Asanoa. 
ref|NR_025422.1| Nocardiopsis 

1876505 1878009 Nocardiopsis 
Streptosporangineae; 


ref |NR_025383.1| Amycolatopsis 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 


albidoflavus Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 


555880 Bacteria_16S 
radicidentis stra 
radicidentis Bact 


Actinomycetaceae; 


555880 Bacteria_16S 


strain LMG 18435 
Firmicutes; 


strain TMW 1.666 
Bacteria; 


Microbacterium. 


555880 Bacteria_16S 


strain DSM 176 16 


Proteobacteria; G 
555880 Bacteria_16S 


strain DSM 169 16 


Proteobacteria; G 
555880 Bacteria_16S 
hesperidum strain 
Firmicu 
555880 Bacteria_16S 


Bacteria; 


burkinensis strai 


burkinensis Bacteria; 
555880 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; 


stelliscabiei str 
stelliscabiei Bac 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


555880 Bacteria_16S 


strain YIM 90003 


Streptomonospora. 


555880 Bacteria_16S 


strain F829 16S r 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


555880 Bacteria_16S 


strain YIM 21741 


strain BG29 16S r 
Firmicutes; Clost 


555880 Bacteria_16S 


Bacillales; 
555880 Bacteria_16S 


Firmicutes; 
555880 Bacteria_16S 

foliorum strain P 
foliorum Bacteria; 


Clostridia; 
555880 Bacteria_16S 

ain CFBP 4521 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
555880 Bacteria_16S 


1932471 1932409 34 

Actinomyces. 

1941413 1941351 34 
Bacillaceae; 

1944541 1944491 46 

16S ribosomal RNA, 


Lactobacillales; 
1949154 1949092 34 


2025328 2025266 34 
S ribosomal RNA, 


2029863 2029801 34 


2032763 2032705 38 


2049868 2049806 34 
Firmicutes; 
2051429 2051367 34 


2054517 2054467 46 


Streptomyces. 
2080470 2080388 14 


eae; Propionimicrobium. 
2157739 2157689 46 


2162223 2162161 34 


2224348 2224286 34 


hermodesulfobacteria; 
res 
2228992 2228910 14 


2338254 2338192 34 


ridia; Clostridiales; 


2347389 2347327 34 


Clostridia; 


96 


in CCUG 36733 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


96 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


96 


complete sequence 
Lactobacillaceae; 


96 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


96 


complete sequence 2024259 20257 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


96 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


96 


FR-11 16S ribosomal RNA, partial sequence 20316 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


96 


n DSM 6283 16S ribosomal RNA, partial sequence 
Clostridiales; Veil 


96 


6S ribosomal RNA, partial sequence 2050314 20518 
Clostridiales; Veillonellaceae; 


96 


96 


in DSM 4903 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


96 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


96 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 
R29812 16S ribosomal RNA, partial sequence 22232 
Thermodesulfobacteriales; 


96 


96 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
555880 Bacteria_16S 


96 


ibosomal RNA, partial sequence 
Heliobacteriaceae; 


96 


gi|219878240 
sequenc 


gi|219878234 


gi|219878232 
19433 
Lactobac 
gi|219878229 


gi|219878179 
gi|219878176 
2028754 20301 


gi|219878174 


gi|219878159 


gi|219878158 


Anaerosin 
gi| 219878155 
sequenc 


gi| 219878136 
Actinomy 
gi| 219857630 
Streptosporang 
gi| 219857627 
2161153 21625 


Corynebacterin 
gi| 219857583 


gi|219857580 


gi| 219857503 
2337153 23386 


Actinomycetales; 


Actinomycetales; 


Heliobacterium. 


Pseudonocardineae; 


ref|NR_025379.1| Actinomyces 
e 1931360 1932760 Actinomyces 


Actinomycetales; Actinomycineae; 


ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref|NR_025371.1| Lactobacillus frumenti 

98 1944958 Lactobacillus frumenti 

illus. 

ref |NR_025368.1| Microbacterium 
1948071 1949550 Microbacterium 

les; Micrococcineae; Microbacteriaceae; 


ref|NR_025318.1| Isochromatium buderi 
08 Isochromatium buderi Bacteria; 
Isochromatium. 
ref |NR_025315.1| Chromatium okenii 
44 Chromatium okenii Bacteria; 
Chromatium. 
ref |NR_025313.1| Alicyclobacillus 

81 2033165 Alicyclobacillus hesperidum 


ref|NR_025298.1] Anaeroarcus 

2048758 2050263 Anaeroarcus 
lonellaceae; Anaeroarcus. 
ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
us. 
ref|NR_025294.1| Streptomyces 
e 2053442 2054919 Streptomyces 
Streptomycineae; 


ref|NR_025275.1| Propionimicrobium 
2079371 2080872 Propionimicrobium 
cetales; Propionibacterineae; 


ref|NR_025219.1| Streptomonospora alba 
43 Streptomonospora alba Bacteria; 
ineae; Nocardiopsaceae; 


ref|NR_025216.1| Nocardia caishijiensis 
78 Nocardia caishijiensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_025171.1| Thermodesulfatator 

20 2224715 Thermodesulfatator indicus DSM 
Thermodesulfobacteriaceae; 


ref|NR_025168.1| Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_025091.1| Heliobacterium undosum 
51 Heliobacterium undosum Bacteria; 


gi|219857496 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


ref|NR_025084.1] Arthrobacter 
2346319 2347775 Arthrobacter 


555880 Bacteria_16S 2348898 2348836 34 96 gi 
methylotrophus strain TGA 16S ribosomal RNA, partial se 
methylotrophus Bacteria; Actinobacteria; Actinobacterid 
Micrococcaceae; Arthrobacter. 

555880 Bacteria_16S 2359558 2359496 34 96 gi 
australiense strain LCDC-98A072 16S ribosomal RNA, part 
australiense Bacteria; Actinobacteria; Actinobacteridae 
Propionibacteriaceae; Propionibacterium. 

555880 Bacteria_16S 2383817 2383755 34 96 gi 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
555880 Bacteria_16S 2465908 2465858 46 96 gi 
strain CCUG 43179 16S ribosomal RNA, complete sequence 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 
555880 Bacteria_16S 2492998 2492936 34 96 gi 
strain T1-X7 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 2494485 2494423 34 96 gi 
australiensis strain 109 16S ribosomal RNA, partial seq 
australiensis Bacteria; Actinobacteria; Actinobacterida 
Intrasporangiaceae; Tetrasphaera. 

555880 Bacteria_16S 2511155 2511105 46 96 gi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardiopsis. 
555880 Bacteria_16S 
albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 
555880 Bacteria_16S 2566879 2566817 34 96 gi 
acidaminophila strain DSM 3853 16S ribosomal RNA, parti 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostr 
555880 Bacteria_16S 2613004 2612942 34 96 gi 
strain DSM 44262 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
555880 Bacteria_16S 2640592 2640530 34 96 gi 
strain CIP 103464 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
555880 Bacteria_16S 2670690 2670640 46 96 gi 
strain JCM 3151 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbispora. 
555880 Bacteria_16S 2688772 2688710 34 96 gi 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
555880 Bacteria_16S 2693221 2693171 46 96 gi| 219857193 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptosporangiaceae; Planotetraspora. 

555880 Bacteria_16S 2697611 2697549 34 96 gi 
voinovskiensis strain TH13 16S ribosomal RNA, partial s 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacill 
555880 Bacteria_16S 2705236 2705186 46 96 gi 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lact 
555880 Bacteria_16S 2720245 2720183 34 96 gi 
yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Nocardia. 
555880 Bacteria_16S 2745819 2745757 34 96 gi| 219857157 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Ro 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcac 
555880 Bacteria_16S 2751564 2751514 46 96 gi| 219857152 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actin 
Streptosporangiaceae; Microtetraspora. 

555880 Bacteria_16S 2753058 2753008 46 96 gi|219857151 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptosporangiaceae; Planomonospora. 
555880 Bacteria_16S 2754554 2754504 46 


219857495 
quence 
ae 


’ 


219857488 
ia 


v 
219857471 


ne 
219857406 


’ 


219857388 


oc 
219857387 
uence 

e; 


219857370 


ales; 


2552948 2552886 34 96 gi| 219857342 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


ales; 
219857290 
al 
id 
219857257 


do 
219857231 


ne 
219857210 


Strept 


219857197 


219857190 
equence 
aceae; 
219857185 
sequence 

obacill 
219857175 
al sequ 
ae; Act 


v 


96 gi| 219857150 


Actino: 


1 sequen 
Actinomy 


23827 
bacterin 


24647 
Lactobac 


2491905 24933 
occineae; 


Actinomycet 


25100 
Stre 


25518 
Stre 


sequenc 
iales; V 


16S ribosomal RNA, partial sequence 2611942 26134 
nocardin 


26395 
bacterin 


6S ribosomal RNA, partial sequence 2669632 26710 


osporang 


891 
rin 


cet 


Ano 
ace 
enc 


ino 


thi 
eae 


omy: 


cet 


ref|NR_025083.1 
2347826 234928 
mycetales; Micr 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propio 


ref|NR_025059.1 
52 2384208 Nocar 
eae; Nocardiace 
ref |NR_024994.1 
63 2466330 Lacto 
illus. 
ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangi 
ref|NR_024975.1 

2493400 249486 
ales; Microc 


ref |NR_024958.1 
68 2511541 Nocar 
ptosporangineae 


’ 


ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 

ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024838.1 
87 Microbispora 
ineae; Streptosp' 


ref |NR_024825.1 
Nocardiacea 
NR_024821.1 
3 
fo} 


eae; 


Streptosp 


NR_024818.1 
0 


NR_024813.1 
2704122 270562 
ae; Lactobacillu 
ref |NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


NR_024785.1 
ria Bacteria 
Rothia. 
ref|NR_024780.1 
2750506 275194 
cetales; Strepto 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


v 


fo} 


n 


d 


a 


b 


d 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Lactobacillus mucosae 
acillus mucosae 


Tetrasphaera japonica 


japonica Bacteria; 
a 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Anaeromusa 

8 Anaeromusa 

Anaeromusa. 
Amycolatopsis alba 
alba Bacteria; 

diaceae; Amycolatopsis. 
Mycobacterium alvei 
cterium alvei Bacteria; 
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Nocardia sienata 
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ref |NR_024778.1 


Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Planomonospora. 
555880 Bacteria_16S 2784759 2784697 34 96 gi 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, part 
fritillariae Bacteria; Actinobacteria; Actinobacteridae 
Microbacteriaceae; Okibacterium. 
555880 Bacteria_16S 2787908 2787850 38 96 gi 
herbarius strain CP-1 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
555880 Bacteria_16S 2801262 2801200 34 96 gi 
strain IFO 13911 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 2819392 2819342 46 96 gi 
venezuelensis strain JCM 3167 16S ribosomal RNA, partia 
venezuelensis Bacteria; Actinobacteria; Actinobacterida 
Streptosporangiaceae; Planomonospora. 
555880 Bacteria_16S 2820885 2820835 46 
strain JCM 3166 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Planobispora. 
555880 Bacteria_16S 2822379 2822329 46 96 gi 
parontospora subsp. antibiotica strain JCM 3094 16S rib 
Planomonospora parontospora subsp. 
Actinomycetales; Streptosporangineae; Streptosporangiac 
555880 Bacteria_16S 2826900 2826838 34 96 gi 
strain IFO 12702 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
555880 Bacteria_16S 2834547 2834485 34 96 gi 
strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
555880 Bacteria_16S 2839081 2838999 14 96 gi 
strain IFO 16238 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 2842169 2842119 46 96 gi 
fermentans strain R-9 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Hala 
555880 Bacteria_16S 2863818 2863756 34 96 gi 
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ce 
na 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
555880 Bacteria_16S 2881059 2880997 34 96 gi 
strain JCM9731 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
555880 Bacteria_16S 2894632 2894570 34 96 
strain CM-10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 2896127 2896065 34 96 gi 
strain CM-01 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 2897621 2897559 34 96 gi 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteri 
Microbacteriaceae; Mycetocola. 

555880 Bacteria_16S 2900646 2900564 14 
strain IAM 14848 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 2902181 2902099 14 96 gi 
strain IAM 14851 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 2944683 2944621 34 96 gi 
brevicatena strain YU 720-21 16S ribosomal RNA, partial 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 
Sporichthya. 
555880 Bacteria_16S 2956770 2956708 34 96 gi 
ketosireducens strain IFO 14548 16S ribosomal RNA, part 
ketosireducens Bacteria; Actinobacteria; Actinobacterid 
Microbacteriaceae; Microbacterium. 

555880 Bacteria_16S 2958228 2958166 34 96 gi 
saperdae strain IFO 15038 16S ribosomal RNA, partial se 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Ac 
Microbacterium. 
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Streptosporangineae; 
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ce 
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e; 
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16S ribosomal RNA, partial sequence 2825825 28272 
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219856901 
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2895048 28964 
occineae; 
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e; 
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16S ribosomal RNA, partial sequence 2899524 29010 
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16S ribosomal RNA, partial sequence 2901061 29025 
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219856827 
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, 
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ref|NR_024636.1 
2958622 296006 


Microbacterium 
1 Microbacterium 


luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 


555880 Bacteria_16S 2984215 2984153 34 96 gi|219846934|ref|NR_026526.1| Bacillus vedderi 
strain JaH 16S ribosomal RNA, partial sequence 2983106 2984583 Bacillus vedderi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 2985709 2985647 34 96 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 


strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


555880 Bacteria_16S 2991824 2991762 34 96 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

555880 Bacteria_16S 2997870 2997820 46 96 gi|219846925|ref|NR_026517.1| Acidithiobacillus 


caldus strain KU 16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 
555880 Bacteria_16S 3000986 3000924 34 96 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


555880 Bacteria_16S 3008553 3008491 34 96 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

555880 Bacteria_16S 3010046 3009996 46 96 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 3069070 3069008 34 96 gi|219846876|ref|NR_026468.1| Microbacterium 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


555880 Bacteria_16S 3103660 3103598 34 96 gi| 219846853 |ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 

555880 Bacteria_16S 3139609 3139559 46 96 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
strain GY-1 16S ribosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

555880 Bacteria_16S 3147197 3147135 34 96 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

555880 Bacteria_16S 3173154 3173092 34 96 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 


strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 
555880 Bacteria_16S 3226230 3226168 34 96 gi|219846770|ref|NR_026362.1| Janibacter limosus 
strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 3226621 Janibacter limosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 

555880 Bacteria_16S 3251932 3251882 46 96 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 
555880 Bacteria_16S 3305164 3305114 46 96 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
555880 Bacteria_16S 3306704 3306654 46 96 gi|219846717|ref|NR_026309.1| Lactobacillus oris 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
555880 Bacteria_16S 3324798 3324748 46 96 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
555880 Bacteria_16S 3326325 3326275 46 96 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
555880 Bacteria_16S 3327846 3327796 46 96 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
555880 Bacteria_16S 3329365 3329315 46 96 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
555880 Bacteria_16S 3332453 3332371 14 96 gi| 219846697 |ref|NR_026289.1| Pilimelia anulata 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 


NNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGTACGAGTTTGTACTCGTAGCAGATAGCTCAGTAA 
CACGTGGCCAAACCACCCTATGGATCCGGATAACCTCGGGAAACTGAGGCCAATCCGGAATACGATTCCCAAGCTGGAACTGCTGGGAATCCGAAACGCTCAGGC 
GCCATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTG 
AGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTT 
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GGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAAACTACGAGTTTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTG 
GGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCA 
TCGACAATGTGCAGTGACGGTCAGTGTGATGAGCTTACCTGAGCCATTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGG 
CAACGAGCGAGACCCGCATGCCTAATTGCCAGCAGTACCCTTGTGGTAGCTGGGTACATTAGGTAGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGT 
AGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCACGACAGTGGGATGCAACCCCGAAAGGGGACGCTAATCTCCGAAACGTGGTCGTAG 
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GGGCGCGCTTNCGCGCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGCCTGA 
GGTACTGGAAGGTCCTCAGGCCGAAAGGGGCTTTTGCCCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCG 
GTACGGGCCATGAGAGTGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCCCAATGCGGGAAACCGCGAC 
GGGGGGACCCCCAGTGCCGTGGTATCGACACGGTTTTTCCGGAGTGTAAAAAGCTCCGGGAATAAGGGCTGGACAAGGCCGGTGGCAGCCGCCGCGGTAATACCG 
GCGGCCCAAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATA 
CTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTGTAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGG 
GTCCGACGGTGAGGGACGAAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGCTTCGAGCTCG 
CCCGGTGCCGAAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGC 
GGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACGCGCCGAGAGGAGGTGCATGGCCGCCG 
TCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGC 
CGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCGACCCCG 
AAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATCGCGGGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGG 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATTGGGTTCAGATTAAGCCATGCAAGTCGAACGAACCTTGTGTTCGTGGCGAAC 
GGCTCAGTAACACGTGGATAACCTGCCCTTGGGACCGGGATAACCCCGGGAAACTGGGGATAAACCCGGATAGGTGATGCTGCCTGGAATGGTTCTTCACCGAAA 
CACCTTCGGGTGCCCAAGGATGGGTCTGCGGCCGATTAGGTTGTTGGTAGGGTAACGGCCTACCAAGCCGATCATCGGTACGGGTTGTGAGAGCAAGAGCCCGGA 
GATGGAACCTGAGACAAGGTTCCAAGGCTACGGGGCAGCAGGCGCGAAACCTCCGCAATGCACGCAAGTGCGACGGGGAACCCCAAGTGCCACTCTTAACGGGTG 
GCTTTTCAGAAGTGTAAAAAGCTTCTGGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTAGCCGCTTTTATTGGGCC 
TAAAGCGTCCGTAGCCGGTCTGATAAGTCTCTGGTGAAATCCCACAGCTTAACTGTGGGAATTGCTGGAGATACTATCATGACTCGAGGTCGGGAGAGGCTGGAG 
GTACTCCCAGGGTAGGGGTGAAATCCTGTAATCCTGGGAGGACCACCTGTGGCGAAGGCGTCCAGCTGGAACGAACCTGACGGTGAGGGACGAAAGCCAGGGGCG 
CGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGGATGGCTTCGAGCTGCCCCAGTGCCGAAGGGAAGCTGTTAAGTCCAC 
CGCCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCTGCGGTTTAATTGGATTCAACGCCGGACATCTCAC 
CAGGGGCGACAGCAGTATGATGGCCAGGTTGATGACCTTGCCTGACGAGCTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGCGTCCTGTTAAGTCA 
GGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGAACCCTTATGGGTTGCCGGGCACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGACGAC 
GGTAGGTCCGTATGCCCCGAATCCCCTGGGCAACACGCGGGCTACAATGGCCTGGACAATGGGTTCCGACACCGAAAGGTGGAGGTAATCCCCTAAACCAGGTCG 
TAGTTCGGATCGAGGGCTGTAACCCGCCCTCGTGAAGCTGGAATGCGTAGTAATCGCGTGTCACTATCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGC 
CCGTCACGCCACCCAAAAAGGGCTTGGATGAGGCCACAACATTCTGTTGTGGTCGAATCTGGGTTCTTTGAGGAGGGCGAAGTCGTAACAAGGTAGCCGTAGGGA 
ACCTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGCGGAGGCTACTGCTATTGGGGTTCGATTAAGCCATGC 
AAGTCGAACGAACCTTGTGTTCGTDGCGAACGGCTCAGTAACACGTGGATAACCTGCCCTTGGGACGGGATAACCCCGGGAAACTGGGGATAAACCCGGATAGGT 
GATGCTGCCTGGAATGGTTCTTCACCGAAACACTCCGGGTGCCCAAGGATGGGTCTGCGGCCGATTAGGTTGTTGGTAGGGTAACGGCCTACCAAGCCGATCATC 
GGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGCAAGTGCGACG 
GGAACCCCAAGTGCCACTCTTAACGGGGTGGCTTTTCAGAAGTGTAAAAAGCTTCTGGAATAAGGGBTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGC 
AGCTCAAGTGGTAGCCGCTTTTATTGGGCCTAAAGCGTCCGTAGCCGGTCTGATAAGTCTCTGGTGAAATCCCACAGCTTAACTGTGGGAATTGCTGGAGATACT 
ATCATGACTCGAGGTCGGGAGAGGCTGGAGGTACTCCCAGGGTAGGGGTGAAATCCTGTAATCCTGGGAGGACCACCTGTGGCGAAGGCGTCCAGCTGGAACGAA 
CCTGACGGTGAGGGACGAAAGCCAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGGATGGCTTCGAGCTGCC 
CCAGTGCCGAAGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTGCGG 
TTTAATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAGTATGATGGCCAGGTTGATGACCTTGCCTGACGAGCTGAGAGGAGGTGCATGGCCGCCGTC 
AGCTCGTACCGTGAGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGAACCCTTATGGGTTGCCGGGCACACTAAGGGGACCGCC 
AGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCAACACGCGGGCTACAATGGCCTGGACAATGGGTTCCGACACCGA 
AAGGGAGGTAAATCCCCTAAACCAGGTCGTAGTTCGGATCGAGGGCTGTAACCCGCCCTCGTGAAGCTGGAATGCGTAGTAATCGCGTGTCACTATCGCGCGGTG 
AATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAAAGGGCTTGGATGAGGCCACAACATTCTGTTGTGGTCGAATCTGGGTTCTTTGAGGAGG 
GCGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGCGG 
AGGCTACTGCTAATTGGGGTTCGATTAAGCCATGCAAGTCGAACGAACCTTGTGTTCGTGGCGAACGGCTCAGTAACACGTGGATAACCTGCCCTTGGGACCGGG 
ATAACCCCGGGAAACTGGGGATAAACCTGGATAGGTGATGCTGCCTGGAATGGTTCTTCACCGAAACACTTCGGGTGCCCAAGGATGGGTCTGCGGCCGATTAGG 
TTGTTGGTAGGGTAACGGCCTACCAAGCCGATCATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCCAGGCCTACGGGGCGCA 
GCAGGCGCGAAACCTCCGCAATGCACGCAAGTGCGACGGGGGAACCCCAAGTGCCACTCTTAACGGGGTGGCTTTTCAGAAGTGTAAAAAGCTTCTGGAATAAGG 
GBTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTAGCCGCTTTTATTGGGCCTAAAGCGTCCGTAGCCGGTCTGATAAGTCTCTGGT 
GAAATCCCACAGCTTAACTGTGGGAATTGCTGGAGATACTATCATGACTCGAGGTCGGGAGAGGCTGGAGGTACTCCCAGGGTAGGGGTGAAATCCTGTAATCCT 
GGGAGGACCACCTGTGGCGAAGGCGTCCAGCTGGAACGAACCTGACGGTGAGGGACGAAAGCCAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGT 
AAACGATGTGGACTTGGTGTTGGGATGGCTTCGAGCTGCCCCAGTGCCGAAGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGCCGCAAGGCTGAAACTTAA 
AGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAGTATGATGGCCAGGTTGATG 
ACCTTGCCTGACGAGCTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCA 
GCGGAACCCTTATGGTTGCCGGGCACACTAAGGGGACCGCCAGTGATAAAC TGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCAAC 
ACGCGGGCTACAATGGCCTGGACAATGGGTTCCGACACCGAAAGGTGGAGGTAATCCCCTAAACCAGGTCGTAGTTCGGATCGAGGGCTGTAACCCGCCCTCGTG 
AAGCTGGAATGCGTAGTAATCGCGTGTCACTATCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAAAGGGCTTGGATGACGG 
ACACAACACTTCTGTTGTGGATCGAATCTGGGTTCTTTGACGGACGGGCGAACGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNTTGGGTTTCGATTAAGCCATGCAAGTCGAACGAATCTTCGGGGTTCGTGGCATACGGCTCAGTAACACGTGGATAACCTACCCTTAGGA 
CTGGGATAACCCCGGGAAACTGGGGATAATACCGGATATGTAGGGTTGCCTGGAATGGTACCCTATTGAAATGTTCCGACGCCTAAGGATGGATCTGCGGCAGAT 
TAGGTAGTTGGCGGGGTAAATGCCCACCAAGCCAGTAATCTGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGCCTACGGGGC 


555880 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
555880 Bacteria_16S 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


Dermabacteraceae; 
555880 Bacteria_ 


longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 


555880 Bacteria_ 


claviforme strain 
claviforme Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 


555880 Bacteria_ 


carneum strain DS 


carneum Bacteria; 


555880 Bacteria_ 
album strain DSM 


555880 Bacteria_ 
strain DSM 20138 


Actinomycetaceae; 


555880 Bacteria_16S 
acetireducens strain DSM 10703 16S ribosomal RNA, parti 
acetireducens Bacteria; 
555880 Bacteria_16S 


strain DSM 44070 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Thermocrispum. 


555880 Bacteria_16S 


testaceum strain 


testaceum Bacteria; Actinobacteria; Actinobacteridae; Act 


Microbacterium. 


555880 Bacteria_16S 
liquefaciens strain DSM 20638 16S ribosomal RNA, partia 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae 
Microbacteriaceae; Microbacterium. 

555880 Bacteria_16S 


imperiale strain 


imperiale Bacteria; Actinobacteria; Actinobacteridae; A 


Microbacterium. 


555880 Bacteria_16S 
lacticum strain DSM 20427 16S ribosomal RNA, partial se 
lacticum Bacteria; 


Microbacterium. 


555880 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


555880 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
555880 Bacteria_16S 


strain WO-44C 16S 


3339939 3339877 34 


3359920 3359858 34 


96 


96 


gi| 219846692 


219846677 
sequence 


gi 


Actinomycetales; 


Actinomycetales; 


Brachybacterium. 


16S 3367556 3367506 46 96 gi 


Streptosporangium. 
16S 3369056 3369006 46 96 gi 
DSM 44127 16S ribosomal RNA, partial 


Streptosporangium. 


16S 3370552 3370502 46 96 gi 


Streptosporangium. 


16S 3372051 3372001 46 96 gi 


16S 3403894 3403832 34 96 gi 


3405424 3405362 34 96 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
3460834 3460772 34 


96 gi 


comple 


3480592 3480530 34 96 gi 


Actinomyces. 


3483514 3483464 46 96 gi 
Firmicutes; Clostridia; Clostri 
3495738 3495676 34 96 gi 


16S ribosomal RNA, complete sequence 


3507753 3507691 34 96 gi 
DSM 20166 16S ribosomal RNA, partial s 


3509274 3509212 34 96 gi 


3510794 3510732 34 96 gi 
DSM 20530 16S ribosomal RNA, partial s 


3512318 3512256 34 96 gi 


Actinobacteria; Actinobacteridae; Ac 


3538253 3538191 34 96 gi 


lales; Bacillaceae; Bacillus. 
3571948 3571886 34 96 
ribosomal RNA, partial sequence 
Bifidobacteriales; 
3576494 3576432 34 96 


gi 


Tu 
gi 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangium. 


219846672 
sequence 


219846671 
sequence 


219846670 


M 44125 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; 


219846669 


219846643 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
555880 Bacteria_16S 
histidinolovorans 
histidinolovorans 
Micrococcaceae; Arthrobacter. 
555880 Bacteria_16S 
nicotinovorans strain DSM 420 16S ribosomal RNA, 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 
555880 Bacteria_16S 
denticolens strain NCTC 11490 16S ribosomal RNA, partia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 


219846642 
ridae; 


219846602 
te 


219846589 
L 


219846587 
al 
diales; 
219846579 


ales; 
219846571 


equence 


219846570 
1 


219846569 
equence 


219846568 
quence 
ti 


219846551 


6S ribosomal RNA, partial sequence 3537139 35386 


219846528 


3570843 35723 


ricella. 
219846525 


ribosomal RNA, partial sequence 


Actinomycetales; 


Actinomycetales; 


33709 


artial sequence 
Actinomycetales; Mi 


sequence 3459743 3 
Actinomycetales; 


sequence 
Actinomycetales; 


sequence 3482431 3 
Clostridiaceae; 


34946 
Pseudonocardineae; 


inomycetales; 


sequence 


Actinomycetales; 


ctinomycetales; 


nomycetales; 


ref|NR_026284.1 


333886 


NR_026269.1 
3358821 336033 


NR_026264.1 
3366504 336795 


NR_026263.1 
3368004 336944 


ref|NR_026262.1 
3369499 337094 


ref|NR_026261.1 


ref |NR_026235.1 
85 Arthrobacter 
ref |NR_026234.1 
340433 


ref |NR_026194.1 
46121 


Micro 


ref|NR_026181.1 

3479494 348091 
Actinomy 
ref|NR_026179.1 
48393 
cl 
ref|NR_026171.1 
39 3496156 Thermo 
P 


ref |NR_026163.1 
3506673 350814 
Micrococci 


ref|NR_026162.1 
3508192 350966 
Microco 


ref|NR_026161.1 
3509716 351118 
Micrococci 


ref|NR_026160.1 
3511236 351270 
Micrococcin 


ref|NR_026143.1 
44 Bacillus 


ref |NR_026120.1 


ref 


Mycobacterium 


Brachybacterium 
2 Brachybacterium 


Micrococcineae; 


4 3340325 Mycobacterium 
Corynebacterineae; 


Streptosporangium 
3 Streptosporangium 


Streptosporangineae; 


Streptosporangium 
8 Streptosporangium 


Streptosporangineae; 


Streptosporangium 
8 Streptosporangium 


Streptosporangineae; 


Streptosporangium 


99 3372445 Streptosporangium album 
Streptosporangineae; 


Streptosporangiaceae; 


Arthrobacter ilicis 


ilicis Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Actinomyces 
5 Actinomyces 
cineae; 


Clostridium 

2 Clostridium 
ostridium. 
Thermocrispum 
crispum agreste 
seudonocardiaceae; 


agreste 


Microbacterium 
1 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


eae; Microbacteriaceae; 


Bacillus gibsonii 


gibsonii Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


NR_026117.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Legionella feeleii 


3575389 3576854 Legionella feeleii Bacteria; 


555880 Bacteria_16S 3723601 3723539 34 96 gi|219846419|ref|NR_026010.1| Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 3735273 3735223 46 96 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

555880 Bacteria_16S 3741121 3741071 46 96 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

555880 Bacteria_16S 3742585 3742535 46 96 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

555880 Bacteria_16S 3744046 3743996 46 96 gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea 


strain IFO 14094 


16S ribosomal RNA, partial sequence 3743020 37444 


34 Nonomuraea ferruginea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
555880 Bacteria_16S 3842260 3842210 46 96 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

555880 Bacteria_16S 3861889 3861839 46 96 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 3901852 3901802 46 96 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 


strain IFO 15474 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Herbidospora. 

555880 Bacteria_16S 3966392 3966330 34 96 gi|219846248|ref|NR_025838.1 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 396678 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Novosphingobium. 

555880 Bacteria_16S 3994224 3994162 34 96 gi|219846229|ref|NR_025819.1 


strain GS5-97 16S 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3900794 39022 


3993148 39945 


68 Herbidospora 


cretacea Bacteria; 


orangiaceae; 
Novosphingobium 
8 Novosphingobium 


gomonadaceae; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

555880 Bacteria_16S 4006162 4006100 34 96 gi|219846221|ref|NR_025811.1] Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

555880 Bacteria_16S 4031951 4031889 34 96 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
555880 Bacteria_16S 4033501 4033439 34 96 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
555880 Bacteria_16S 4035055 4034993 34 96 gi|219846200|ref|NR_025790.1]| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

555880 Bacteria_16S 4072637 4072587 46 96 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

555880 Bacteria_16S 4075672 4075610 34 96 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

555880 Bacteria_16S 4238565 4238503 34 96 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

555880 Bacteria_16S 81108 81059 47 96 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

555880 Bacteria_16S 149608 149543 31 96 gi|265678963|ref|NR_029271.1| Clostridium rectum 


strain PCL 16S ri 
Fusobacteria. 


555880 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


555880 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


555880 Bacteria_16S 


bosomal RNA, partial sequence 


ridia; Clostridiales; 


249375 249326 47 


Clostridiaceae; 
96 gi 


148511 15001 


Clostridiu 
265678896 


154270 154221 47 96 gi|265678960|ref 
ribosomal RNA, partial sequence 153188 15467 
ridia; Clostridiales; Clostridiaceae; Oxobacter. 

183191 183142 47 96 gi| 265678941 |ref 
bosomal RNA, partial sequence 182124 18361 


m. 
ref 


NR_029268.1 


NR_029249.1 


5 Clostridium rectum Bacteria; 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


NR_029204.1 


Microvirgula 


aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 


aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Microvirgula. 


555880 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


555880 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


555880 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


555880 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


555880 Bacteria_16S 


strain 941 16S ri 


555880 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


282350 282301 47 96 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 
285482 285433 47 96 gi|265678870|ref|NR_029176.1| Desulfobulbus 
in M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
308299 308250 47 96 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
321810 321761 47 96 gi| 265678846 |ref|NR_029151.1] Bacillus 
strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
353873 353808 31 96 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
bosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
376222 376173 47 96 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
416399 416334 31 96 gi|265678777|ref|NR_029082.1| Methylobacterium 


555880 Bacteria_16S 


populi BJ001 16S 


ribosomal RNA, partial sequence 


415329 41680 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 

555880 Bacteria_16S 424003 423954 47 96 gi|265678772|ref|NR_029077.1 
strain F12 16S ribosomal RNA, partial sequence 422881 42442 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 433317 433268 47 96 gi|265678766|ref|NR_029071.1 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

555880 Bacteria_16S 453359 453294 31 96 gi|265678752|ref|NR_029057.1 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 

Firmicutes; Bacillales; Macrococcus. 

555880 Bacteria_16S 454958 454893 31 96 gi|265678751|ref|NR_029056.1 
strain R 16086 16S ribosomal RNA, complete sequence 453819 45536 

Firmicutes; Bacillales; Macrococcus. 

555880 Bacteria_16S 463981 463916 31 96 gi| 265678742 |ref|NR_029047.1 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobac 
555880 Bacteria_16S 465491 465426 31 96 gi|265678741|ref|NR_029046.1 
strain AU476 16S ribosomal RNA, partial sequence 464412 46582 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquili 
555880 Bacteria_16S 502417 502368 47 96 gi| 265678717 |ref|NR_029022.1 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 50281 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 528277 528224 43 96 gi|265678700|ref|NR_029005.1 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydr 


Bacteria; Proteob 


555880 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
555880 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


555880 Bacteria_16S 


valerianellae str 
valerianellae Bac 


555880 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


555880 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


555880 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


555880 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


555880 Bacteria_16S 


lales; 


teria; 


529805 529756 47 


Deinococci; 
532780 532731 47 


Bacillaceae; 
576966 576917 47 


Proteobacteria; 
607033 606984 47 


96 


ribosomal RNA, partial sequence 
Deinococcales; 


96 


S ribosomal RNA, partial sequence 
Bacillus. 


96 


96 


acteria; Gammaproteobacteria; Pseudomo 


gi 


528726 53019 
Deinoco 


gi 


531745 53318 


gi 


ain CFBP 4730 16S ribosomal RNA, parti 
Betaproteobacte 


gi 


-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
610105 610056 47 96 gi 
ain CMS 530r 16S ribosomal RNA, partia 


teria; 


Firmicutes; 


Bacillales; 


Planoco 


649905 649840 31 96 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
660233 660180 43 96 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
719155 719106 47 96 


Mo 
gi 


659171 660617 Morax 


nadales; M 
265678699 


ccaceae; D 
265678697 


265678668 
al sequenc 
ria; Burkh 
265678647 
nce 60592 
cillus. 

265678645 
1 sequence 
ccaceae; P 
265678618 
e 64884 
les; Beije 
265678609 


raxella. 
265678569 


orax 
ref 


eino 
ref 


ellaceae; En 
NR_029004.1 


coccus. 
NR_029002.1 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Bacillus algicola 


5 Bacillus algicola Bacteria; 


Paenibacillus 
acillus favisporus 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Bacillus indicus 


1 Bacillus indicus Bacteria; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


ref |NR_028973.1| Acidovorax 
e 575863 577354 Acidovorax 
olderiales; Comamonadaceae; Acidovorax. 
ref|NR_028952.1| Oceanobacillus 
0 607435 Oceanobacillus picturae 
ref|NR_028950.1| Planomicrobium 

609006 610485 Planomicrobium 
lanomicrobium. 
ref|NR_028923.1| Methylocapsa 
0 650254 Methylocapsa acidiphila 
rinckiaceae; Methylocapsa. 
ref|NR_028914.1| Moraxella canis strain 
ella canis Bacteria; Proteobacteria; 
ref |NR_028873.1| Virgibacillus 


marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


555880 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
Proteob 
555880 Bacteria_16S 
valvarum strain M 
Proteob 
555880 Bacteria_16S 
naphthalenovorans 
naphthalenovorans 
555880 Bacteria_16S 


Bacteria; 


Bacteria; 


strain IMT37 16S 
Proteobacteria; 


koreensis strain 
Bacteria; 


strain PSv29 16S 
Proteobacteria; 


strain IMI 359870 
Proteobacteria; 
Bacteria; 


strain PHL 16S ri 
Proteobacteria; 


Simplicispira. 


555880 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; 


Bacteria; 
hydrogenoformans 


hydrogenoformans 
Sedis; Acidaminob 


555880 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


555880 Bacteria_16S 


strain GP1l 16S r 
Proteobacteria; 


199/55 16S riboso: 
Gammaproteobacter 


555880 Bacteria_16S 


strain Ne 11 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
555880 Bacteria_16S 1017966 1017913 43 96 gi 


L-3 16S ribosomal 
Gammaproteobacter 


555880 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


555880 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


555880 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


G 
555880 Bacteria_16S 
strain AC 615 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 


Firmicu 
555880 Bacteria_16S 
siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 
555880 Bacteria_16S 


D 
555880 Bacteria_16S 


B 
555880 Bacteria_16S 
pseudoflava strai 
Proteob 
555880 Bacteria_16S 


B 
555880 Bacteria_16S 
psychrophila stra 
psychrophila Bact 


B 
555880 Bacteria_16S 
Sapovorans strain 
Firmicu 
555880 Bacteria_16S 


G 
555880 Bacteria_16S 


728477 728416 34 95 gi 
acteria; Gammaproteobacteria; Chromati 
754793 754740 43 96 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
797730 797681 47 96 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
822149 822096 43 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
838984 838935 47 96 gi 
ribosomal RNA, partial sequence 
Stre 
899557 899508 47 96 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
905722 905673 47 96 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
ts 

925938 925873 31 96 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
942825 942776 47 96 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
945951 945902 47 96 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
949077 949028 47 96 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
953748 953699 47 96 gi 
in CA 1 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Betaproteobacter 


gi 


955308 955259 47 96 gi 
etaproteobacteria; Burkholderiales; Co: 
993736 993687 47 96 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
995262 995213 47 96 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

1008917 1008868 47 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1013477 1013424 43 96 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
1014973 1014920 43 96 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1016469 1016416 43 96 


96 gi 


gi 


M 
gi 


Mo 
gi 


RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
1056160 1056111 47 96 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1063798 1063749 47 96 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 


265678563 

72737 
ales; 
265678543 
ence 75371 
cteriales; 
265678514 


265678498 


821061 82256 
seudomonad 


265678487 


837961 83941 
ptosporang 


265678445 
nce 89842 


265678441 
ence 90455 


265678428 


924822 92631 
Desulfoba 


265678417 
94171 


265678415 
nce 94484 
riales; 
265678413 


947973 94948 


6S ribosomal RNA, partial sequence 954207 95569 


1007814 10092 


1013897 1015342 Morax 


1015393 10168 


1016889 1018335 Morax 


1081577 1081528 47 96 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


Ecto 


al sequenc 


nibacillac 


nibacillus 


aerobacter 


mamonadace 


Co: 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Paenibacillus 
Paenibacillus 


ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028817.1 
e 796606 798156 
eae; Paenibacillus. 

ref|NR_028801.1| Pseudomonas indica 

9 Pseudomonas indica Bacteria; 

aceae; Pseudomonas. 

ref|NR_028790.1| Nonomuraea rubra 

7 Nonomuraea rubra Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_028747.1| Paenibacillus 

7 899962 Paenibacillus koreensis 

ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


, 


ref|NR_028730.1| Desulfofaba gelida 

0 Desulfofaba gelida Bacteria; 
cteraceae; Desulfofaba. 

ref|NR_028719.1| Comamonas terrigena 

4 943232 Comamonas terrigena Bacteria; 
ae; Comamonas. 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hydrogenophaga. 
ref|NR_028715.1| Acidovorax temperans 
4 Acidovorax temperans Bacteria; 


Hydrogenophaga 
enophaga pseudoflava 


mamonadaceae; Acidovorax. 

265678410 |ref|NR_028712.1| Simplicispira 

uence 952645 954156 Simplicispira 

ia; Burkholderiales; Comamonadaceae; 

265678409|ref|NR_028711.1| Giesbergeria sinuosa 
7 Giesbergeria sinuosa Bacteria; 

mamonadaceae; Giesbergeria. 

265678382|ref|NR_028684.1| Syntrophomonas 

ce 992614 994134 Syntrophomonas sapovorans 

phomonadaceae; Syntrophomonas. 

265678381|ref|NR_028683.1| Acidaminobacter 

al sequence 994185 995652 Acidaminobacter 

tridiales; Clostridiales Family XII. Incertae 

265678372|ref|NR_028674.1| Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


265678369|ref|NR_028671.1| Moraxella caviae 
1012401 1013846 Moraxella caviae Bacteria; 
oraxellaceae; Moraxella. 
265678368|ref|NR_028670.1| Moraxella ovis strain 
ella ovis Bacteria; Proteobacteria; 
raxella. 
265678367|ref|NR_028669.1| Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


oraxellaceae; Moraxella. 
265678366|ref|NR_028668.1| Moraxella bovis strain 
ella bovis Bacteria; Proteobacteria; 
raxella. 
265678340|ref|NR_028642.1| Paraliobacillus 
uence 1055053 1056552 Paraliobacillus 
ae; Paraliobacillus. 
265678335|ref|NR_028637.1| Alicyclobacillus 
uence 1062699 1064231 Alicyclobacillus 
acillaceae; Alicyclobacillus. 
265678322|ref|NR_028624.1| Bacillus funiculus 


1080469 1081998 Bacillus funiculus Bacteria; 


555880 Bacteria_16S 1087651 1087602 47 96 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
555880 Bacteria_16S 1090736 1090687 47 96 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 
555880 Bacteria_16S 1107273 1107224 47 96 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 
555880 Bacteria_16S 1128512 1128459 43 96 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
555880 Bacteria_16S 1145216 1145163 43 96 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
555880 Bacteria_16S 1155709 1155660 47 96 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
555880 Bacteria_16S 1175502 1175449 43 96 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 
555880 Bacteria_16S 1177003 1176954 47 96 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
555880 Bacteria_16S 1270661 1270596 31 96 gi|219846400|ref|NR_025991.1]| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 
555880 Bacteria_16S 1297492 1297443 47 96 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
555880 Bacteria_16S 1315765 1315716 47 96 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
555880 Bacteria_16S 1318878 1318829 47 96 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
555880 Bacteria_16S 1340231 1340166 31 96 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 
555880 Bacteria_16S 1381167 1381102 31 96 gi|228717274|ref|NR_027561.1| Methylocella 
silvestris strain BL2 16S ribosomal RNA, partial sequence 1380115 1381523 Methylocella silvestris BL2 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
555880 Bacteria_16S 1397645 1397580 31 96 gi|228715764|ref|NR_027539.1| Methylobacterium 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 
555880 Bacteria_16S 1399153 1399104 47 96 gi|228715357|ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
555880 Bacteria_16S 1420218 1420169 47 96 gi|224581445|ref|NR_027227.1| Bacillus infernus 


strain TH-23 16S 
Firmicutes; Bacil 


555880 Bacteria_16S 
milosensis strain 
Firmicu 
555880 Bacteria_16S 
denitrificans str 


Bacteria; 


denitrificans K60 
Alicycliphilus. 


555880 Bacteria_16S 
strain SA35 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
555880 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1441892 1441843 47 96 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1481244 1481195 47 96 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


1493339 1493274 31 96 
ibosomal RNA, partial sequence 


gi 


1583721 1583672 47 96 


1419106 14206 


1492298 14937 


224581427 
ence 14407 
llus. 
219878371 
quence 
bacteria; 


219846714 


obacterace 
219878489 


gi 


ref |NR_027209.1 
88 1442278 Filoba 


ref|NR_025510.1 

1480151 148165 
Burkholderiales; 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 


13 Bacillus infernus Bacteria; 


Filobacillus 
cillus milosensis 


Alicycliphilus 
2 Alicycliphilus 


Comamonadaceae; 


Xanthobacter agilis 


agilis Bacteria; 


Viridibacillus arenosi 


ref |NR_025628.1 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 


Firmicutes; Bacil 


lales; Planococcaceae; Viridibacillus. 


555880 Bacteria_ 
strain LMG 22165 
Firmicutes; 
555880 Bacteria_ 


LMG 22167 16S rib 
Bacil 


Bacillales; 


Bacil 


16S 1585276 1585227 47 96 gi 


Viridibacillus. 
96 gi 


lales; 
16S 


Planococcaceae; 
1586831 1586782 47 
osomal RNA, partial sequence 
laceae; Bacillus. 


16S ribosomal RNA, partial sequence 1584175 15856 


1585730 15872 


219878488 |ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 
219878487|ref|NR_025626.1| Bacillus humi strain 


33 Bacillus humi Bacteria; Firmicutes; 


555880 Bacteria_16S 1629481 1629416 31 96 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

555880 Bacteria_16S 1635649 1635600 47 96 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

555880 Bacteria_16S 1637111 1637062 47 96 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 1638602 1638553 47 96 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 1652287 1652238 47 96 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 1661528 1661479 47 96 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

555880 Bacteria_16S 1664599 1664530 27 96 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 


Kibdelosporangium aridum subsp. 


Actinomycetales; 
555880 Bacteria_ 


rifietoensis stra 
Firmicu 
555880 Bacteria_1 


Bacteria; 


echinoides strain 
echinoides Bacter 
555880 Bacteria_1 
6S ribosomal RNA, partial sequence 1724592 17259 
etaproteobacteria; Burkholderiales; Co: 


strain LMG 3475 1 
Proteobacteria; 


Firmicutes; 


strain LMG 18422 


B 
555880 Bacteria_1 
strain JK 615 16S 
Clost 
555880 Bacteria_1 


largum Bacteria 


6S 1733199 1733146 43 96 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
6S 1753001 1752952 47 96 gi 


gi 


v 


B 
219878372 


16S ribosomal RNA, partial sequence 1751903 17534 


utyrivib 


Actinobacteria; Actinobacteridae; 


Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
16S 1690394 1690345 47 96 gi|219878414|ref|NR_025553.1| Planococcus 
in M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
tes; Bacillales; Planococcaceae; Planococcus. 
6S 1704331 1704266 31 96 gi| 219878405 |ref|NR_025544.1| Methylocystis 
IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
6S 1725665 1725616 47 96 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


mamonadaceae; Comamonas. 
219878386 |ref|NR_025525.1] Butyrivibrio hungatei 
1732113 1733587 Butyrivibrio hungatei Bacteria; 


rio. 
ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 1778655 1778606 47 96 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

555880 Bacteria_16S 1781796 1781701 1 96 gi|219878349|ref|NR_025488.1| Citricoccus muralis 


strain 4-0 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 
carmonensis strai 
carmonensis Bacte 
555880 Bacteria_16S 
decolorationis st 
decolorationis Ba 
555880 Bacteria_16S 
necropolis strain 
necropolis Bacter 
555880 Bacteria_16S 
antarcticus strai 


antarcticus Bacte 


555880 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


555880 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; 


G 
555880 Bacteria_16S 


bosomal RNA, partial sequence 


1780670 17821 


24 Citricoccus muralis Bacteria; 


ococcineae; Micrococcaceae; Citricoccus. 
1790684 1790635 47 96 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
n LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
1802888 1802839 47 96 gi|219878334|ref|NR_025473.1| Bacillus 
rain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
cteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
1804455 1804406 47 96 gi|219878333|ref|NR_025472.1| Virgibacillus 
LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
ia; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
1809082 1809033 47 96 gi|219878330|ref|NR_025469.1| Planococcus 
n CMS 260r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
ria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
1868545 1868480 31 96 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
train TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 
acteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
1873105 1873052 43 96 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 
S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter parvus Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
1891613 1891564 47 96 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 


strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


555880 Bacteria_ 


psychrotolerans s 
psychrotolerans B 


555880 Bacteria_ 


strain LUH 3792Ty 
Proteob 


Bacteria; 
555880 Bacteria_ 


azoreducens strai 
Firmicu 


Bacteria; 
555880 Bacteria_ 


nitrativorans str 
nitrativorans Bac 


555880 Bacteria_ 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacte 


Methylobacterium. 
555880 Bacteria_ 


strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillus. 


Firmicutes; 
555880 Bacteria_ 
strain ET-5b 16S 


Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 
555880 Bacteria_16S 1974751 1974702 47 96 gi|219878212|ref|NR_025351.1 
strain 581 16S ribosomal RNA, partial sequence 1973642 19751 


Firmicutes; 


Bacillales; 


Bacil 


16S 1893134 1893085 47 96 gi 


acteria; 
16S 


Firmicutes; Bacillales; 


1913925 1913872 43 96 gi 


16S 1915468 1915419 47 96 gi 


tes; 
16S 


Bacillales; Paenibacillaceae; 
1936880 1936831 47 96 gi 
teria; 
16S 


Proteobacteria; 
1939872 1939807 31 


96 gi 


16S 1942942 1942893 47 96 gi 
Paenibacillaceae; 
16S 1968861 1968812 47 


ribosomal RN 


96 
A, partial sequence 


gi 


lales; Planococcaceae; Marinibacillus. 


train DSM 11706 16S ribosomal RNA, par 
Bacil 


pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


n CM1l 16S ribosomal RNA, partial seque 
Pae 


ain 23310 16S ribosomal RNA, partial s 
Betaproteobacte 


219878269 
ti 
laceae; 

219878253 


nadales; 
219878252 
nce 
ni 
219878237 
equence 
ria; 
219878235 
sequence 
ria; 


219878233 


219878216 


1967755 19691 


al seque 
Ba 


19128 
M 


19143 
bacillus. 


Burkh 


Rhizo 


ref 
nce 
cillus. 
ref|NR_025392.1 
72 1914310 Acine 
oraxellaceae; Ac 
ref|NR_025391.1 
61 1915860 Paeni 


NR_025408.1 
189204 


ref|NR_025376.1 
1935800 193729 
olderiales; 
ref |NR_025374.1 
1938810 194024 
bial 


ref |NR_025372.1 
47 Paenibacillus 


ref|NR_025355.1 


c 


b 


Coma: 


es; Methylob 


Bacillus 
0 1893527 Bacillus 


Acinetobacter ursingii 

obacter ursingii 

inetobacter. 
Paenibacillus 

acillus azoreducens 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Paenibacillus cookii 
cookii Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


555880 Bacteria_16S 2060591 2060542 47 96 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

555880 Bacteria_16S 2074311 2074262 47 96 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

555880 Bacteria_16S 2095697 2095648 47 96 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 2115442 2115393 47 96 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

555880 Bacteria_16S 2124545 2124496 47 96 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 2126101 2126052 47 96 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 2151771 2151706 31 96 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

555880 Bacteria_16S 2192705 2192656 47 96 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

555880 Bacteria_16S 2256446 2256397 47 96 gi| 219857562 |ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

555880 Bacteria_16S 2285627 2285578 47 96 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 2309638 2309589 47 96 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
555880 Bacteria_16S 2312704 2312655 47 96 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

555880 Bacteria_16S 2315711 2315662 47 96 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
strain KCTC 12005 16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

555880 Bacteria_16S 2353392 2353343 47 96 gi|219857492|ref|NR_025080.1| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
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555880 Bacteria_16S 2871590 2871541 47 96 gi|219856877 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 28720 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 2873169 2873120 47 96 gi| 219856876 
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Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 2874757 2874708 47 96 gi| 219856875 
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555880 Bacteria_16S 219846640 


219846618 


219846617 


219846616 


219846615 


219846614 


219846578 


219846553 
219846552 
6S ribosomal RNA, partial sequence 3535585 35370 


219846550 
6S ribosomal RNA, partial sequence 3538695 35402 


219846549 
complete sequence 3540266 35417 


219846548 
6S ribosomal RNA, partial sequence 3541838 35433 


219846547 
complete sequence 3543393 35448 


219846542 
3551089 35526 


219846499 
16S ribosomal RNA, partial sequence 3608971 36104 
219846498 


219846486 


219846482 


ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref|NR_026352.1 


ce 32342 
omonadac 


hium. 
ref |NR_026349.1 


ermobrac 


ref |NR_026346.1 
ineae; Streptosp 
ref |NR_026232.1 

3407396 340888 
obacterales; Syn 


osporang 


uence 
Syntroph 


ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref |NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
omonadales; Mora: 


ce 343 
dales; 


68 
M 


ne 
axellace 
12 
axellace 
sequen 
a; Pse 


ce 
ud 


ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 


quence 
Pseudomo 


uence 
Coriobac 


uence 

laceae; 
NR_026144.1 
88 Bacillus 


ref|NR_026142.1 
15 Bacillus 


ref|NR_026141.1 
87 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref |NR_026134.1 


loramator. 


ref|NR_026091.1 


ref|NR_026090.1 
3610451 3611882 Planoc 
ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 


36283 
dales; P 


36345 
acterale 


555880 Bacteria_16S 


3736731 3736682 47 96 gi 


219846410 


Thermosyntropha 
syntropha lipolytica 
opha. 

Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Syntrophobacter 

1 Syntrophobacter 

trophobacteraceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 
care 
Acinetobacter junii 
junii Bacteria; 
an 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Coriobacterium 
1 Coriobacterium 
acterineae; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


mapalus Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 


ref|NR_026001.1 


Nonomuraea spiralis 


strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Strept 


osporangineae; Streptosp 


orangiaceae; Nonomuraea. 


CAGCAGGCGCGAAACCTCCGCAATGCACGAAAGTGCGACGGGGAAACCCAAGTGCCACTCTTAACGGGGTGGCTTTTCTTAAGTGTAAAAAGCTTTTGGAATAAG 
AGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTGGCCATTTTTATTGGGCCTAAAGCGTTCGTAGCCGGCTTGATAAGTCTCTGG 
TGAAATCCCACAGCTTAACTGTGGGAATTGCTGGAGATACTATTAGGCTTGAGGCCGGGAGAGGCTGGAGGTACTCCCAGGGTAGGGGTGAAATCCTATAATCCT 
GGGAGGACCACCTGTGGCGAAGGCGTCCAGCTGGAACGGACCTGACGGTGAGTAACGAAAGCCAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGT 
AAACGATGTGGACTTGGTGTTGGGATGGCTCCGAGCTGCCCCAGTGCCGAAGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAA 
AGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAGAATGATAGCCAGGTTGATGA 
CCTTGCTTGACAAGCTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGC 
GGATCCTTCGGGATGCCGGGCACACTAAGGGGACGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCTACACGC 
GGGCTACAATGGTTAGGACAATGGGTTCCGACACTGAAAAGTGAAGGTAATCTCCTAAACCTGGCCTTAGTTCGGATTGAGGGCTGTAACTCGCCCTCATGAAGC 
TGGAATGCGTAGTAATCGCGTGTCATAACCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAAAGGGTTTGGATGAGGCCCTA 
GTCTTCATTGGTTAGGGTCGAATCTGGGTTCTTTGAGGAGGGCGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCANNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGTTGATCCTGCCGGACCAGATCGCTATGGGGATAGGGCTAAGCCATGGGAGTCGTACGCTCTCGGTAAGA 
GGGCGTGGCGGACGGCTGAGTAACACGTGGTCAACCTAACCTCGGGACTTGGATACCTCCGGGAAACTGGAGCTAATCCAAGATAGGCAAAGGAATCTGGAACGA 
TCCTTTGCTTAAAGGCCTCTAGGCTAATACTGTCTAGAGGTGCCCGAGGATGGGACTGCGGCCCATCAGGCTGTTGGTGGGGTAATGGCCCACCAAACCGATAAC 
GGGTAGGGGCCGTGGGAGCGGGAGCCCCCAGTTGGGCACTGAGACAATGGCCCAGGCCCTACGGGGCGCACCAGGCGCGAAACGTCCCCAATGCGGGAAACCGTG 
AGGGCGCTATCCCCAGTGCCTCCGATAGGAGGCTTTTCCCCACTTTAGAACGGTGGGGGAATAAGCGGGGGGCAAGGCTGGTGTCAGCCGCCGCGGTAATACCAG 
CCCCGCGAGTGATCTGGACGTTTATTGGGCTTGAAGCGCCCGTAGCCGGCCCATAAAGTCACTGTTTAAAGACCCGGGCTCAACCCGGGAAAGGGCAGTGATACT 
TATGGGCTAGGGGGCGGGAAAGGTCGGAGGTACTCCCGGAGTAGGGGCGAAATCCGTAGATCCCGGGAGGACCACCAGTGGCGAAAGCGTCCGGCTAGAACGCGC 
CCGACGGTGAGGGGCGAAAGCCGGGGCAGCAAAAGGGATTAGATACCCCTGTAGTCCCGGCTGTAAACGATGCAGGCTAGGTGTCGCGTGGGTCTAGAGCCCGCG 
CGGTGCCGCAGGGAAACCGGTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAACCTGCGG 
CTCAATTGGAGTCAACGCCTGGAATCTTACCGGAGGAGACCGCAGTGTGACGGTCAGGCTAATGACCTTACCTGACTCGCGGAGAGGAGGTGCATGGCCGTCGCC 
AGCTCGTGTTGTGAAATGTCCGGTTAAGTCCGGCAACGAGCGAGACCCCCACCTCTAATTGGCATTCTCTCCCCCGGGAGGGACCCACATTAGAGGGACTGCCGT 
CGTTAAGACGAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAAACTTCTGGGCCGCACGCGGGTTACAATGGCAGGGACAACGGGAGTCCAACCTCGAAA 
GGGGGAGGTAATCCCTTAAACCCTGCCTCAGTTGGGATCGAGGGCTGAAATTCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCACGTCAACAACGTGCGGTGA 
ATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGTGGAGAAGAAGTGAGGTTTCTTGCCTTCGGGGTGGGGAATCGAACTTCTTCTCCGCGAGG 
GGGGAGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGACCCGACCGCTATGGGGGTAGGGCTAAGC 
CATGGGAGTCGTACGCCCTCGGGTAAGAGGGCGTGGCGGACGGCTGAGTAACACGTGGCTAACCTACCCTCGGGACCCGGATAACTCCGGGAAACTGGAGCTAAT 
CCGGGGCAGGCGAAGGGTACTGGAACGTCCCTTCGCCTAAAGGGGCATGGGCTATTTCCCGCTCATGCCCGCCCGAGGATGGGGCTGCGGCCCATCAGGCTGTTG 
GCGGGGTAACGGCCCGCCAAACCGATAACGGGTAGGGGCCGTGAGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGCCTACGGGGCGCACCAGGCG 
CGAAACGTCCCCAATGCGGGAAACCGTGAGGGCGCTACCCCCAGTGCTCCCGAAAGGGAGCTTTTCCCCGCTTTAAAACGGCGGGGGAATAAGCGGGGGGCAAGA 
CTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAGTGGTCGGGACGCTTACTGGGCTTAAAGCGCCCGTAGCCGGCCCTGCAAGTCACTGCTTAAAGACCCGG 
GCTCAACCCGGGGAAGGGCAGTGATACTGCAGGGCTAGGGGGCGGGAGAGGTCGGAGGTACTCCCGGAGTAGGGGCGAAATCCACAGATCCCGGGAGGACCACCA 
GTGGCGAAAGCGTCCGGCCAGAACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGTAGCAAAAGGGATTAGATACCCCTGTAGTCCCGGCTGTAAACGATGCAGGC 
TAGGTGTCGCGTAGGCTTTGAGCCTACCGGTGCCGCAGGGAAACCGGTAAGCCTGCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTTAAAGGAATTGGCGGGG 
GAGCACCACAAGGGGTGGAACCTGCGGCTCAATTGGAGTCAACGCCTGGAATCTCACCGGGGGAGACCGCAGGATGACGGCCAGGCTAACGACCTTGCCAGACTC 
GCGGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCGGTTAAGTCCGGCAACGAGCGAGACCCCCACCCTTAGTTGGTATCCCGGTCTCCGGA 
CCGGGACCACACTAAGGGGACTGCCGGCGTTAAGCCGGAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAAACCCCCGGGCCGCACGCGGGTTACAATGG 
CAGGGACAGCGGGATTCCGACCCCGAAAGGGGGAGGTAATCCCTCAAACCCTGCCTCAGTTGGGATCGAGGGCTGAAACTCGCCCTCGTGAACGAGGAATCCCTA 
GTAACCGCACGTCAACAACGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGTGAGGAGGAAGTGAGGCTCCTTGCTTCGGGGT 
GGGGAGTCGAACTTCCTCCTCGCGAGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCC 
ATTGCTATTGGGATTCGATTTAGCCATGCTAGTCGCACGAGTTCAGACTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCACGATACCCT 
CGGGAAACTGAGGTTAATAGTGCATACCACAATCCACCTGGAATGAGGATTGTGCCAAATGCTCCGGCGCCGAAGGATGTGGCTGCGGCCGATTAGGTAGACGGT 
GGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTCATGAGAGTGAGAACCNGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGC 
GAAACCTTTACACTGCACGCCAGTGCGATAAGGGAATCCCAAGTGCGTAGGCATAGAGCCTACGCTTTTGTACACCGTAGGGAGGTGTACGAATAAGGGCTGGGC 
AAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGATGGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCTATCGGAAAATCC 
ACCCGCTCAACGGGTGGGCGTCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGAC 
CACCGATGGCGAAAGCACGTCGCGAGGACGGATCCGACAGTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATG 
TCTGTTAGGTGTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAACAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTG 
GCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCGTCGACTGTAATAATGACGATCAGGTTGATGACCTTAT 
CCGAGTTTCAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCATCCTTACTTGCCAGCAGCAC 
TGCGAAGTGGCTGGGGACAGTAGGGAGACCGCCGTGGCCAACACGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGCGCTGGGCAACACGCGGGC 
TACAATGGTCGAGACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGA 
TTCGGTAGTAATCGCGTGTCATAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCTCGTTACA 
CGAGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNATTCTGGTTGATCCTGCCAGAGGTTACTGCTATCGAGGTTCGACTAAGCCATGCGAGTCGAATGTAGCAATACATGGCGAACTGCT 
CAGTAACACGTGGACAACCTGCCCTTAGGTTGGGTATAAACCCGGGAAACTGGGTATAATACCCGATAGGTCTCGATTGCTGGAATGCATCGAGATTTAAAGCTC 
CGGCGCCTAAGGATGGGTCTGCGGCCTATCAGGTAGTAGTGGGTGTAGCGTACCTACTAGCCTACGACGGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAT 
TCTGAGACACGAATCCAGGCCCTACGGGGTGCAGCAGGCGCGAAAACTTTACAATGCTGGCAACAGCGATAAGGGAACCTCGAGTGCCAGGTTACAAATCTGGCT 
GTCGAGATGCCTAAAAAGCATTTCATAGCAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCTCGAGTGGTAACCGTTATTATTGGGTCTA 
AAGGGTCTGTAGCCGGCCGGATAAGTCTCTTGAGAAATCTGGCAGCTTAACTGTCAGGCTTTCAGGAGATACTGTCTGGCTCGAGGCCGGGAGAGGTGAGAGGTA 
CTTCAGGGGTAGGGGTGAAATCTTGTAATCCTTGAAGGACCACCAGTGGCGAAGGCGTCTCACCAGAACGGACCTGACGGCAAGGGACGAAAGCTAGGGGCACGA 
ACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATACTCGCTAGGTGTCGGCCACGGTGCGACCGTTGTCGGTGCCGTAGGGAAGCCGTGAAGCGAGCCAC 
CTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCTTGCGGTTTAATTGGATTCAACGCCGGAAATCTTACCG 
GGACCGACAGCAATATGAAGGCCAGGCTGAAGACTTTGCCGGATTAGCTGAGAGGTGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAG 
GCAACGAGCGAGACCCACGCCCACAGTTGCCAGCGTACTCTCTGGAGTGACGGGTACACTGTGGGGACCGCCGCTGCTAAAGCGGAGGAAGGAATGGGCAACGGT 
AGGTCAGTATGCCCCGAATATCCCGGGCTACACGCGAGCTACAATGGTTGGTACAATGGGTATCTACCCCGAAAGGGGACGGGAATCTCCTAAAACCAATCTTAG 
TTCGGATTGAGGGCTGCAACTCGCCCTCATGAAGCTGGAATCCGTAGTAATCGCGTTTCAACAGAACGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCG 
TCAAACCACCCGAGTAGGGTCTGAATGAGAGCGCTTTCTTTGGAGGCGTTCGAATTTGGGCTTTGCAAGGGGGGTTAAGTCGTAACAAGGTAGCCGTAGGGGAAT 
CTGCGGCTGGATCACCTCCTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGTCCGTTTGATCCTGGCGGAGGCTACTGCTAT 
TGGGGTTCGATTAAGCCATGCAAGTCGAACGAACCTTGTGTTCGTGGCGAACGGCTCAGTAACACGTGGATAACCTGCCCTTGGGACTGGGATAACCCCGGGAAA 
CTGGGGATAAACCTGGATAGGTGATGCGGCCTGGAATGGTGCTTCACCGAAACACCTTCGGGGTGCCCAAGGATGGGTCTGCGGCCGATTAGGTAGTTGGTAGGG 
TAACGGCCTACCAAGCCCATCATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAA 
CCTCCGCAATGCACGCAAGTGCGACGGGGGAACCCCAAGTGCCACTCTTAACGGGGTGGCTTTTCAGAAGTGTAAAAAGCTTCTGGAATAAGGGCTGGGCAAGAC 


555880 Bacteria_ 
strain IFO 14525 


555880 Bacteria_ 
strain IFO 14345 


555880 Bacteria_ 
strain 104 


555880 Bacteria_ 
strain IFO 13155 
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helveticus strain 
Proteob 
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555880 Bacteria_ 


strain 165 16S ri 
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Proteobacteria; 
555880 Bacteria_ 


hominis strain 65 
Proteob 
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555880 Bacteria_ 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 
555880 Bacteria_16S 
okeanokoites stra 
okeanokoites Bact 
555880 Bacteria_16S 
extorquens strain 
extorquens Bacter 


Methylobacterium. 


555880 Bacteria_16S 
organovorum strai 
Proteob 
555880 Bacteria_16S 
strain PW2 16S ri 


Bacteria; 


16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S 3738191 3738142 47 96 gi 


16S 3739655 3739606 47 96 gi 


16S 3745513 3745464 47 96 
ibosomal RNA, partial sequence 


gi 


16S 3746972 3746923 47 96 gi 


16S 3808754 3808701 43 96 gi 


16S 3819562 3819509 43 96 
bosomal RNA, partial sequence 


gi 


16S 3828765 3828712 43 96 gi 


16S 3881866 3881817 47 96 gi 


teria; 
bags 


Firmicutes; Clostridia; 


3930949 3930900 47 96 gi 
Firmicutes; Bacillales; Planococ 
3939675 3939610 31 96 gi 


TK 0001 16S ribosomal RNA, complete s 


eria; 


3944058 3943973 11 96 gi 


3945483 3945434 47 96 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


555880 Bacteria_16S 


strain Lhet2 16S 


3946978 3946893 11 96 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


555880 Bacteria_16S 
acidophilum strai 
Bacteria; Aquific 
555880 Bacteria_16S 
laevolacticus str 


laevolacticus Bac 


555880 Bacteria_16S 
IAM 12464 16S rib 


Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 3969413 3969348 31 96 gi|219846246 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 39683 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
555880 Bacteria_16S 3972269 3972220 47 96 gi|219846244 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
555880 Bacteria_16S 3997187 3997122 31 96 gi|219846227 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingo 
Erythrobacter. 

555880 Bacteria_16S 4018185 4018132 43 96 gi|219846211 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 40185 
Proteobacteria; Gammaproteobacteria; Kangiella. 

555880 Bacteria_16S 4036558 4036493 31 96 gi| 219846199 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 40355 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
555880 Bacteria_16S 4041081 4041032 47 96 gi| 219846196 


R-7190 16S riboso: 


Bacillales; Bacil 


555880 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


3957381 3957328 43 96 gi 


3958859 3958810 47 
ain M-8 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; 
3960393 3960344 47 96 
osomal RNA, partial sequence 


96 gi 


gi 


mal RNA, partial sequence 
laceae; Bacillus. 

4042539 4042490 47 96 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


16S ribosomal RNA, partial sequence 3737165 37385 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


16S ribosomal RNA, partial sequence 3738628 37400 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


3744485 37458 
Stre 


16S ribosomal RNA, partial sequence 3745947 37473 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 


3818485 38199 
psilonproteobacteria; Campylobacterale 


73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 


ain JT-3 16S ribosomal RNA, partial se 


Thermoa 


in IFO 12536 16S ribosomal RNA, partia 


ia; Proteobacteria; Alphaproteobacteri 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


3944448 39458 


3945905 39473 


n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 


complete se 
Sporola 


3959295 39607 


4039998 4041459 Bacil 


219846409 


ptosporang 
219846408 


ptosporang 
219846404 


ptosporang 
219846403 


ptosporang 
219846357 
ence 38076 
obacterale 
219846350 


s; Helicob 
219846344 
38276 
cteriales; 
219846308 
quence 

naerobacte 


219846274 
1 sequence 
caceae; Pl 
219846266 
equence 

a; Rhizobi 


219846263 
nce 39429 
rillales; 

219846262 


Acetobacte 
219846261 


Acetobacte 
219846254 
ence 39562 
nobaculum. 
219846253 
quence 

ctobacilla 
219846252 


ref|NR_026000.1| Nonomuraea recticatena 
77 Nonomuraea recticatena Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025999.1| Nonomuraea polychroma 
40 Nonomuraea polychroma Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025995.1| Nonomuraea fastidiosa 
96 Nonomuraea fastidiosa Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025994.1| Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025948.1] Campylobacter 
88 3809126 Campylobacter helveticus 
s; Campylobacteraceae; Campylobacter. 
ref|NR_025941.1| Helicobacter cinaedi 
57 Helicobacter cinaedi Bacteria; 
acteraceae; Helicobacter. 
ref |NR_025934.1| Cardiobacterium 
53 3829122 Cardiobacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_025898.1| Thermoanaerobacter 
3880766 3882287 Thermoanaerobacter 
rales; Thermoanaerobacteraceae; 


Planomicrobium 
2 Planomicrobium 


ref |NR_025864.1 
3929851 393132 
anomicrobium. 
ref|NR_025856.1 
3938625 394003 
ales; Methylobac 


Methylobacterium 
1 Methylobacterium 
teriaceae; 


, 


Acidiphilium 
hilium organovorum 


ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae; Acidiphilium. 
ref|NR_025852.1| Acidocella facilis 
54 Acidocella facilis Bacteria; 

raceae; Acidocella. 

ref|NR_025851.1| Acidiphilium cryptum 
17 Acidiphilium cryptum Bacteria; 
raceae; Acidiphilium. 

ref|NR_025844.1| Hydrogenobaculum 

75 3957710 Hydrogenobaculum acidophilum 


, 


Sporolactobacillus 
4 Sporolactobacillus 


ref |NR_025843.1 
3957761 395924 

ceae; Sporolactobacillus. 

ref|NR_025842.1| Bacillus firmus strain 


77 Bacillus firmus Bacteria; Firmicutes; 


ref |NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref |NR_025834.1 
3 
riales; Comal 
NR_025817.1 
3996136 399757 
monadales; Eryth 


Phaeospirillum fulvum 

pirillum fulvum 

e; Phaeospirillum. 
Brachymonas 

6 Brachymonas 

monadaceae; Brachymonas. 
Erythrobacter 

9 Erythrobacter 

robacteraceae; 


ref|NR_025801.1| Kangiella aquimarina 
81 Kangiella aquimarina Bacteria; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Bacillus fordii strain 
ria; Firmicutes; 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025786.1 
lus fordii Bacte 


219846195 


ref|NR_025785.1| Bacillus farraginis 


4041510 4042925 Bacillus farraginis Bacteria; 


555880 Bacteria_16S 4044071 4044022 47 96 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

555880 Bacteria_16S 4081884 4081835 47 96 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

555880 Bacteria_16S 4084940 4084891 47 96 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
555880 Bacteria_16S 4086456 4086407 47 96 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

555880 Bacteria_16S 4101320 4101271 47 96 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain Sl 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

555880 Bacteria_16S 4102886 4102837 47 96 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 4131687 4131638 47 96 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

555880 Bacteria_16S 4190153 4190104 47 96 gi| 219846083 |ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

555880 Bacteria_16S 4199148 4199099 47 96 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

555880 Bacteria_16S 4206684 4206635 47 96 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

555880 Bacteria_16S 4220459 4220394 31 96 gi|219846061|ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
555880 Bacteria_16S 4221996 4221947 47 96 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

555880 Bacteria_16S 17605 17557 48 96 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 23769 23721 48 96 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 25360 25312 48 96 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 26829 26781 48 96 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 40298 40250 48 96 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

555880 Bacteria_16S 52613 52565 48 96 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

555880 Bacteria_16S 166574 166526 48 96 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 186327 186279 48 96 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

555880 Bacteria_16S 187876 187828 48 96 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 198464 198416 48 96 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 207883 207835 48 96 gi|265678924|ref|NR_029232.1| Clostridium 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


555880 Bacteria_16S 210988 210940 48 96 gi|265678922|ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 256788 256736 44 96 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

555880 Bacteria_16S 258328 258280 48 96 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
555880 Bacteria_16S 299074 299026 48 96 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
555880 Bacteria_16S 302096 302048 48 96 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

555880 Bacteria_16S 309815 309767 48 96 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

555880 Bacteria_16S 312846 312798 48 96 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
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Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
555880 Bacteria_16S 345019 344971 48 96 gi| 265678828 
strain 124-2 16S ribosomal RNA, partial sequence 343905 34542 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
555880 Bacteria_16S 346579 346531 48 96 gi| 265678827 
strain 39 16S ribosomal RNA, partial sequence 345474 34689 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
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555880 Bacteria_16S 985859 985811 48 96 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 
strain FC 097-2 16S ribosomal RNA, complete sequence 984769 986285 Acholeplasma vituli Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
555880 Bacteria_16S 996821 996773 48 96 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 


555880 Bacteria_16S 998389 998341 48 96 gi|265678379|ref|NR_028681.1| Thiomicrospira 

kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 

Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

555880 Bacteria_16S 999901 999853 48 96 gi| 265678378 |ref|NR_028680.1| Thiomicrospira 

chilensis strain Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 

Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

555880 Bacteria_16S 1001421 1001373 48 96 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 

strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

555880 Bacteria_16S 1007457 1007409 47 95 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 

strain 1480D 16S ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 1019508 1019460 48 96 gi| 265678365 |ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

555880 Bacteria_16S 1021104 1021056 48 96 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 

strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

555880 Bacteria_16S 1030209 1030161 48 96 gi| 265678358 |ref|NR_028660.1| Thiomicrospira 


thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
555880 Bacteria_16S 1033295 1033247 48 96 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 1092298 1092250 48 96 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
555880 Bacteria_16S 1183032 1182984 48 96 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
555880 Bacteria_16S 1184526 1184478 48 96 gi|228717037|ref|NR_027558.1| Anaerotruncus 
colihominis DSM 17241 16S ribosomal RNA, partial sequence 1183485 1184849 Anaerotruncus colihominis DSM 
17241 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerotruncus. 

555880 Bacteria_16S 1195152 1195069 13 96 gi|228715634|ref|NR_027536.1| Carboxydibrachium 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carboxydibrachium pacificum 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Carboxydibrachium. 


R 


555880 Bacteria_16S 1239023 1238930 1 96 gi| 219878163 |ref|NR_025302.1]| Aminobacter 
niigataensis strain DSM7050 16S ribosomal RNA, partial sequence 1237929 1239394 Aminobacter 
niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
555880 Bacteria_16S 1240539 1240446 1 96 gi|219878162|ref|NR_025301.1| Aminobacter 
aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 1239445 1240914 Aminobacter 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
555880 Bacteria_16S 1255442 1255394 48 96 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

555880 Bacteria_16S 1285430 1285382 48 96 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 


psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 


555880 Bacteria_16S 1286987 1286939 48 96 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

555880 Bacteria_16S 1288582 1288534 48 96 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

555880 Bacteria_16S 1294582 1294534 48 96 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 


subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 


555880 Bacteria_16S 1320419 1320371 48 96 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

555880 Bacteria_16S 1321961 1321913 48 96 gi| 228715346 |ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

555880 Bacteria_16S 1328115 1328067 48 96 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 


sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


555880 Bacteria_16S 1338744 1338693 45 96 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 

555880 Bacteria_16S 1357064 1357016 48 96 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
555880 Bacteria_16S 1434152 1434104 48 96 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

555880 Bacteria_16S 1435677 1435629 48 96 gi|224581431|ref|NR_027213.1| Paenibacillus 


antarcticus strain 20CM 16S ribosomal RNA, partial sequ 
Firmicutes; 
555880 Bacteria_16S 

strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillales; 
555880 Bacteria_16S 


Bacteria; 


Firmicutes; 


Bacillales; Paenibacillaceae; 
1478100 1478052 48 96 gi 
Lactobacillaceae; 


1479673 1479625 48 96 gi 


Pae 


Lactobac 


ence 14345 
nibacillus 
219878440 


illus. 
219878381 


76 1436085 Paeni 
ref|NR_025579.1 
22 Lactobacillus 


bacillus antarcticus 
Lactobacillus spicheri 
spicheri Bacteria; 

ref 


NR_025520.1| Staphylococcus sciuri 


subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

555880 Bacteria_16S 1485801 1485708 1 96 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

555880 Bacteria_16S 1509799 1509751 48 96 gi|219846290|ref|NR_025880.1]| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
555880 Bacteria_16S 1515758 1515665 1 96 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

555880 Bacteria_16S 1518718 1518670 48 96 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

555880 Bacteria_16S 1520230 1520182 48 96 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

555880 Bacteria_16S 1565493 1565445 48 96 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

555880 Bacteria_16S 1588389 1588341 48 96 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 


strain LMG 21727 
Firmicutes; Lacto 


555880 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


555880 Bacteria_16S 


strain SNG49 16S 
Actinobacteria; A 


555880 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


555880 Bacteria_16S 


strain SH1 16S ri 


bacillales; Enterococcaceae; 
1609908 1609860 48 96 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; 
1640051 1640003 48 


96 gi 


ribosomal RNA, partial sequence 1638983 16404 
ctinobacteridae; Actinomycetales; Streptosporang 
1684358 1684310 48 96 gi|219878419 
strain C/C-an/Bl 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
1707317 1707269 48 96 gi| 219878403 


bosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococ 


Lactobaci 


1706248 17077 


cus. 
219878470 
partial se 
llales; St 
219878450 


92 Enterococcus italicus Bacteria; 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025589.1 


Streptococcus equi 

3 1610272 Streptococcus 
Streptococcus. 
Nocardiopsis aegyptia 
69 Nocardiopsis aegyptia Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025558.1| Clostridium 

ence 1683285 1684702 Clostridium 
Clostridiaceae; Clostridium. 

ref |NR_025542.1| Clostridium diolis 
30 Clostridium diolis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 1745475 1745427 48 96 gi|219878377|ref|NR_025516.1| Streptococcus ratti 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

555880 Bacteria_16S 1841188 1841140 48 96 gi|219878308|ref|NR_025447.1| Lactobacillus 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 1854812 1854764 48 96 gi| 219878298 |ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

555880 Bacteria_16S 1890080 1889987 1 96 gi|219878272|ref|NR_025411.1| Mesorhizobium 
chacoense strain PR5 16S ribosomal RNA, partial sequence 1888988 1890453 Mesorhizobium chacoense 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

555880 Bacteria_16S 1909407 1909359 48 96 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

555880 Bacteria_16S 1964335 1964287 48 96 gi|219878219|ref|NR_025358.1] Thiobacillus 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 


Thiobacillus. 


555880 Bacteria_16S 1973171 1973123 48 96 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 


ostridium. 
555880 Bacteria_16S 2019407 2019324 13 96 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 


strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyp 


homonadaceae; Maricaulis. 


555880 Bacteria_16S 2020879 2020796 13 96 gi|219878182|ref|NR_025321.1| Maricaulis 


washingtonensis strain MCS06 16S ribosomal RNA, partial s 


washingtonensis Bacteria; Proteobacteria; Alphaproteobact 


Maricaulis. 


equence 2019809 2021230 Maricaulis 
eria; Rhodobacterales; Hyphomonadaceae; 


555880 Bacteria_16S 2071259 2071211 48 96 gi| 219878143 |ref|NR_025282.1| Thermobacillus 


xylanilyticus strain XE 16S ribosomal RNA, complete seque 


nce 2070125 2071678 Thermobacillus 


xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

555880 Bacteria_16S 2086603 2086551 44 96 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

555880 Bacteria_16S 2177543 2177495 48 96 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 


Firmicutes; Lactobacillales; Leuconostoc. 


555880 Bacteria_16S 2250281 2250233 48 96 gi| 219857566 |ref|NR_025154.1]| Fructobacillus 


fructosus strain DSM 20349 16S ribosomal RNA, partial seq 


fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacil 
555880 Bacteria_16S 2251806 2251758 48 96 gi|219857565|ref|NR_025153.1| Fructobacillus 


ficulneus strain FS-1 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 


uence 2249193 2250667 Fructobacillus 


lus. 


2250718 2252192 Fructobacillus ficulneus 


555880 Bacteria_16S 2287065 2287017 48 96 gi| 219857541 |ref|NR_025129.1| Thioalkalivibrio 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial s 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobact 
Thioalkalivibrio. 


equ 
eri 


ence 2285990 2287383 Thioalkalivibrio 
a; Chromatiales; Ectothiorhodospiraceae; 


555880 Bacteria_16S 2314202 2314154 48 96 gi|219857520|ref|NR_025108.1| Salinicoccus 


alkaliphilus strain T8 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 


e 


2313125 2314583 Salinicoccus alkaliphilus 


555880 Bacteria_16S 2339789 2339741 48 96 gi|219857502|ref|NR_025090.1| Heliobacterium 


sulfidophilum strain BR4 16S ribosomal RNA, complete sequ 


enc 


e 2338702 2340214 Heliobacterium 


sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
555880 Bacteria_16S 2389933 2389885 48 96 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 2397446 2397398 48 96 gi|219857462|ref|NR_025050.1| Anaerobranca 


gottschalkii strain LBS3 16S ribosomal RNA, partial seque 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridia 
Anaerobranca. 


nce 
les 


2396386 2397818 Anaerobranca 


; Clostridiales Family XIV. Incertae Sedis; 


555880 Bacteria_16S 2398968 2398920 48 96 gi|219857461|ref|NR_025049.1| Sporosarcina 


aquimarina strain SW28 16S ribosomal RNA, partial sequenc 


e 


2397869 2399376 Sporosarcina aquimarina 


Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

555880 Bacteria_16S 2405078 2405030 48 96 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 2419014 2418966 48 96 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

555880 Bacteria_16S 2420569 2420521 48 96 gi|219857446|ref|NR_025034.1| Leuconostoc kimchii 
strain IH25 16S ribosomal RNA, partial sequence 2419471 2420975 Leuconostoc kimchii Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

555880 Bacteria_16S 2430955 2430907 48 96 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 


555880 Bacteria_16S 2441656 2441608 48 96 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 


paradoxus strain ARh1l 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatial 


es; 


2440572 2442029 Thioalkalivibrio paradoxus 


Ectothiorhodospiraceae; Thioalkalivibrio. 


555880 Bacteria_16S 2464304 2464256 48 96 gi| 219857407 |ref|NR_024995.1| Clostridium 


putrefaciens strain DSM 1291 16S ribosomal RNA, partial s 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridia 


555880 Bacteria_16S 2467481 2467433 48 96 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 


equ 
les 


ence 2463226 2464712 Clostridium 
; Clostridiaceae; Clostridium. 


strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clost 
555880 Bacteria_16S 2469030 2468982 48 96 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 


aerophilum strain AL3 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotricha 


les 


ridium. 


2467928 2469361 Thioalkalimicrobium aerophilum 
; Piscirickettsiaceae; Thioalkalimicrobium. 


555880 Bacteria_16S 2472016 2471968 48 96 gi|219857402|ref|NR_024990.1| Thioalkalivibrio 


versutus strain AL2 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


2470921 2472353 Thioalkalivibrio versutus 


555880 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


555880 Bacteria_16S 


strain DSM 12769 


2473522 2473474 48 96 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2506578 2506526 44 96 gi 


gi 


S; 


219857401 
2472404 24737 
Syntrop 
219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 
haceae; Smithella. 

ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 

555880 Bacteria_16S 2512708 2512613 1 96 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
555880 Bacteria_16S 2530814 2530766 48 96 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 2589907 2589859 48 96 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

555880 Bacteria_16S 2591486 2591438 48 96 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

555880 Bacteria_16S 2593060 2593012 48 96 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

555880 Bacteria_16S 2616156 2616108 48 96 gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 


strain SEBR 4211 
Firmicutes; Clost 


555880 Bacteria_16S 


selangorensis str 
selangorensis Bac 


555880 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


555880 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


555880 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


555880 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


555880 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


555880 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


555880 Bacteria_16S 


pasteuri strain A 
pasteuri Bacteria 


555880 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


555880 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


555880 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


555880 Bacteria_16S 


arlettae strain A’ 
arlettae Bacteria 


555880 Bacteria_16S 


collinoides strai 
collinoides Bacte 


555880 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


555880 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


ridia; Clostridiales; Clostridiales Fami 
2617740 2617692 48 96 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2623828 2623735 1 96 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
2648328 2648280 48 96 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


al 
ct 


le 


qu 


, 


2673740 2673692 48 96 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2781775 2781723 44 96 gi 
ribosomal RNA, partial sequence 


gi 
e 
ac 


555880 Bacteria_16S 


16S ribosomal RNA, partial sequence 2615060 26165 


ly XII. 


219857254 


sequenc 


26227 


s; Phyll 


219857226 


ence 
Thiotric 


219857207 


sequence 
tobacill 


219857129 
2780730 27821 


obacilla 
219857249 


84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024885.1| Paralactobacillus 
e 2616635 2618129 Paralactobacillus 
ceae; Paralactobacillus. 
ref|NR_024879.1| Mesorhizobium amorphae 
31 2624203 Mesorhizobium amorphae 
obacteriaceae; Mesorhizobium. 
ref|NR_024854.1| Thiomicrospira 
2647248 2648671 Thiomicrospira 
hales; Piscirickettsiaceae; 


Lactobacillus 
4 Lactobacillus 


ref |NR_024835.1 

2672606 267416 
aceae; Lactobacillus. 
ref|NR_024757.1| Thiothrix flexilis 
46 Thiothrix flexilis Bacteria; 


ammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

2793726 2793678 48 96 gi|219857121|ref|NR_024749.1| Clostridium 
in ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

2908314 2908266 48 96 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
a; Firmicutes; Bacillales; Staphylococcus. 

2909860 2909812 48 96 gi|219856850|ref|NR_024669.1| Staphylococcus 
TCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
; Firmicutes; Bacillales; Staphylococcus. 

2911404 2911356 48 96 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
n ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
ria; Firmicutes; Bacillales; Staphylococcus. 

2912946 2912898 48 96 gi| 219856848 |ref|NR_024667.1| Staphylococcus kloosii 

16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
tes; Bacillales; Staphylococcus. 

2916033 2915985 48 96 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 

16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
tes; Bacillales; Staphylococcus. 

2917575 2917527 48 96 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
TCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
; Firmicutes; Bacillales; Staphylococcus. 

2946255 2946207 48 96 gi|219856826|ref|NR_024645.1| Lactobacillus 
n JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

3002537 3002489 48 96 gi|219846922|ref|NR_026514.1| Brevibacillus 
n BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
tes; Bacillales; Paenibacillaceae; Brevibacillus. 

3025135 3025087 48 96 gi| 219846907 |ref|NR_026499.1| Enterococcus 

1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
ia; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

3028131 3028083 48 96 gi|219846905|ref|NR_026497.1| Desulfonispora 


thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 


555880 Bacteria_16S 


3029660 3029612 48 96 gi 


219846904 


NR_026496.1 


Anaerobacter 


polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

555880 Bacteria_16S 3031169 3031121 48 96 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

555880 Bacteria_16S 3035764 3035716 48 96 gi|219846899|ref|NR_026491.1] Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 3037287 3037239 48 96 gi|219846898|ref|NR_026490.1| Clostridium 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 3038842 3038794 48 96 gi|219846897|ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

555880 Bacteria_16S 3041885 3041837 48 96 gi|219846895|ref|NR_026487.1| Facklamia languida 
strain 1144-97 16S ribosomal RNA, partial sequence 3040796 3042268 Facklamia languida Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

555880 Bacteria_16S 3049540 3049492 48 96 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

555880 Bacteria_16S 3070610 3070562 48 96 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

555880 Bacteria_16S 3090235 3090187 48 96 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

555880 Bacteria_16S 3091670 3091622 48 96 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

555880 Bacteria_16S 3100701 3100653 48 96 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Lactobacillales; Aerococcaceae; Facklamia. 

555880 Bacteria_16S 3141154 3141106 48 96 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

555880 Bacteria_16S 3150305 3150210 1 96 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
555880 Bacteria_16S 3165550 3165502 48 96 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

555880 Bacteria_16S 3171607 3171559 48 96 gi| 219846807 |ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

555880 Bacteria_16S 3180679 3180631 48 96 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

555880 Bacteria_16S 3200696 3200645 45 96 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

555880 Bacteria_16S 3230725 3230677 48 96 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus ivorii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

555880 Bacteria_16S 3265494 3265446 48 96 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 3286729 3286681 48 96 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 3297440 3297392 48 96 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

555880 Bacteria_16S 3303577 3303529 48 96 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 


strain DSM 5351 1 
Firmicutes; Bacil 


555880 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


6S ribosomal RNA, 
lales; Salinicoccus. 

3346047 3345975 24 96 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 
al 


555880 Bacteria_16S 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 


complete sequence 3302462 33040 


219846687 


es; 


3424988 3424893 1 96 gi 


219846628 


04 Salinicoccus 


ref |NR_026279.1 
50 3346425 Micro: 
omonosporineae; 


33449 
Micr 


ref|NR_026220.1 


342386 


roseus Bacteria; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae; 


555880 Bacteria_16S 


strain DZZM 328 1 


Corynebacterium. 


555880 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


555880 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


555880 Bacteria_16S 
omal RNA, partial sequence 
Clostridiaceae; 


DSM 316 16S ribos 
Clostridia; Clost 


555880 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


555880 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


555880 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


555880 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


555880 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


strain VKM-14L 16 
Proteobacteria; G 


555880 Bacteria_16S 
bosomal RNA, 


strain LK6 16S ri 
Proteobacteria; G 


555880 Bacteria_16S 
SEBR 3139 16S ribosomal RNA, partial 
Clostridia; 


halophilum strain 
halophilum Bacter 


555880 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


555880 Bacteria_16S 
ibosomal RNA, 
ridia; 
555880 Bacteria_16S 

Isley 16S ribosomal RNA, partial sequence 
lasmataceae; Mycoplasma. 
555880 Bacteria_16S 
in ATCC 19171 16S ribosomal RNA, parti 
eria; 
555880 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 
Mollicutes; Mycop 


fibrisolvens stra 
fibrisolvens Bact 


strain PG8 16S ri 
Tenericutes; Moll 
Tenericutes; Moll 


strain UPM-Ca7 16 


ridia; 
555880 Bacteria_16S 


3436483 3436432 45 


6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


3519948 3519900 48 


16S ribosomal RNA, partial sequence 


Pseudoalteromonas. 


96 gi| 219846619 


96 gi|219846563 


utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3529091 3529043 48 


96 gi| 219846557 


6S ribosomal RNA, partial sequence 3528019 35294 


ridia; Clostridiales; 
3532118 3532070 48 


ridiales; 
3533564 3533516 48 


S ribosomal RNA, partial sequence 


Clostridiaceae; 


96 gi|219846555 
Sarcina. 
96 gi|219846554 


3532506 35339 


35188 


ref|NR_026211.1 


ref|NR_026155.1 
49 3520338 Mycopl 


ref |NR_026149.1 


ref|NR_026147.1 


3531057 3532455 Sarcina maxima Bacteria; 


ref |NR_026146.1 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 
Corynebacteriaceae; 


Mycoplasma genitalium 
asma genitalium 


Clostridium quinii 


95 Clostridium quinii Bacteria; 
Clostridium. 


Sarcina maxima strain 
Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


ridia; Clostridiales; Clostridiaceae; Sarcina. 
3550645 3550597 48 96 gi| 219846543 |ref|NR_026135.1]| Clostridium 
rain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3583959 3583911 48 96 gi|219846520|ref|NR_026112.1| Clostridium 
train BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3593250 3593202 48 96 gi|219846513|ref|NR_026105.1| Clostridium puniceum 


6S ribosomal RNA, partial sequence 3592199 35936 


ridia; Clostridiales; 


3649318 3649266 44 


n OR2 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methylococcales; 
555880 Bacteria_16S 


3650857 3650805 44 


S ribosomal RNA, partial sequence 


Clostridiaceae; 


96 219846472 


e 36482 


gi 


96 gi|219846471 


3649747 36512 


ammaproteobacteria; Methylococcales; Methylococc 


3652398 3652346 44 


complete sequence 


96 gi|219846470 


3651286 36527 


ammaproteobacteria; Methylococcales; Methylococc 


3653928 3653880 48 


Firmicutes; 
3711509 3711461 48 


ia; 


I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridiales; 
3718950 3718902 48 


96 219846469 
sequence 

les; 
219846429 


37104 


gi 


Clostridia 
96 gi 


96 gi|219846424 


DSM 6132 16S ribosomal RNA, partial sequence 


ia; Proteobacteria; Gammaproteobacteri 


3720479 3720431 48 

Clostridiales; 
3757555 3757507 48 
3763687 3763635 44 


Firmicutes; 
3790616 3790568 48 


bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; 
555880 Bacteria_16S 
strain 19L 16S ribosomal RNA, partial sequence 


3792152 3792104 48 


icutes; Acholeplasmatales; Acholeplasmataceae; 
555880 Bacteria_16S 
S ribosomal RNA, partial sequence 


3801231 3801138 1 


complete sequence 
Clostridiaceae; 


Clostridia; 


a; 


96 gi| 219846422 


3719395 37209 


96 gi| 219846394 
3756485 3757942 Mycop 


96 gi|219846390|ref|NR_025981.1 
al sequence 3762598 376407 
Clostridiales; Lachnospiraceae; Bu 
96 gi|219846370|ref|NR_025961.1 


3789540 37910 


96 gi| 219846369 


3791066 37925 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


555880 Bacteria_16S 


hydrothermalis st 


Halothiobacillus. 


3816509 3816461 48 


Proteobacteria; 


555880 Bacteria_16S 
ATCC 35205 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


3830256 3830208 48 


Clostridiales; 


Heliobacteriaceae; 


rain R3 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 


Acholeplasma. 
96 gi|219846362|ref|NR_025953.1 
3800153 3801575 Mesorhizobium 
eae; Mesorhizobi 
96 gi|219846352|ref|NR_025943.1 
3815400 381690 
Gammaproteobacteria; Chromatiales; Halot 
96 gi| 219846342 |ref|NR_025932.1 


Methylococcaceae; 


Peptococc 


Clostridium. 


Chromatiale 


Acholeplasma. 


ref|NR_026064.1 
06 3649696 Methyl 


ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref |NR_026061.1 

3652827 365435 
aceae; Desul 
ref|NR_026020.1 
25 3711931 Clostr 


ref|NR_026015.1 
3717841 371934 
s; Halothiob 


ref|NR_026013.1 


ref|NR_025985.1 
lasma alvi Bacte 


15 Acholeplasma 


ref|NR_025960.1 
55 Acholeplasma 


66 Clostridium puniceum Bacteria; 
Clostridium. 


Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Clostridium septicum 
idium septicum Bacteria; 


Halothiobacillus 
4 Halothiobacillus 


acillaceae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 
Clostridium. 


Mycoplasma alvi strain 
ria; Tenericutes; 


Butyrivibrio 

4 Butyrivibrio 
tyrivibrio. 
Acholeplasma laidlawii 


laidlawii Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Halothiobacillus 

3 Halothiobacillus 
hiobacillaceae; 


Heliobacterium chlorum 


3829173 3830684 Heliobacterium chlorum Bacteria; 
Heliobacterium. 


CGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTAGCCGCTTTTATTGGGCCTAAAGCGTCCGTAGCCGGTCTGATAAGTCTCTGGTGAAATCCCGCAG 
CTTAACTGTGGGAATTGCTGGAGATACTATCATGACTCGAGGTCGGGAGAGGCTGGAGGTACTCCCAGGGTAGGGGTGAAATCCTGTAATCCTGGGAGGACCACC 
TGTGGCGAAGGCGTCCAGCTGGAACGAACCTGACGGTGAGGGACGAAAGCTAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGA 
CTTGGTGTTGGGATGGCTTCGAGCTGCCCCAGTGCCGAAGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGG 
GGGAGCACCACAACGCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAGTATGATGGCCAGGTTGATGACCTTGCCTGAC 
GAGCTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGGACCCTTT 
GGGGTTGCCGGGCACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCAACACGCGGGCTAC 
AATGGCCTGGACAATGGGTTCCGACACTGAAAGGTGGAGGTAATCCCCTAAACCAGGTCGTAGTTCGGATCGAGGGCTGTAACTCGCCCTCGTGAAGCTGGAATG 
CGTAGTAATCGCGTGTCATTATCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAAAGGGCTTGGATGAGGCCACAGTATTTT 
GCTGTGGTCGAATCTGGGTTCTTTGAGGAGGGCGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNGTCNCTGCTATCGGGGTTCGATTAAGCCATGCGAGTCGAGAGGGTTTAGACCCTCGGCGGACTGCTCAGTAACACGT 
GGATAACCTGCCCTAAGGTGGAGGATAACCCCGGGAAACTGGGGATAATACTCCATAGGCTAGGGATACTGGAATGTTTCCTAGCCAAAAGTTCCGGCGCCTTAG 
GATGGATCTGCGGCCGATTAGGTAGTTGTTGGGGTAACGGCCCAACAAGCCTGTAATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGATGGAATCTGAGACACG 
ATTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCAGGAAACTGTGATAAGGGAACCCCGAGTGCTCGTACACGCGAGCTGTCCAGGTGTGCAA 
AAAGCATCTGAAGAAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGACCACTATTATTGGGCTTAAAGCGTTCGTAGCTG 
GACTCTTAAGTCTCTTGGGAAATCCGCCGGCTCAACCGGCGGGCGTCCAAGAGATACTGAGTGTCTAGGAACCGGAAGAGGTAAGAGGTACTTCGGGGGTAGGAG 
TGAAATCCTGTAATCCTCGAGGGACCACCGATGGCGAAGGCATCTTACCAGGACGGCTTCGACAGTGAGGAACGAAAGCTGGGGGAGCGAACCGGATTAGATACC 
CGGGTAGTCCCAGCCGTAAACGATGCGCGTTAGGTGTACTGGTGACCACGAGTCACCTGGGTGCCGAAGGGAAACCGTGAAACGTGCCGCCTGGGAAGTACGGTC 
GCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGGAAGCTCACCGGATAGGACAGCGGAA 
TGATAACCGGGCTGAAGACTCTGTTTGACCAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTTAGTCAGGCAACGAGCGAGACC 
CACGCCAACAGTTGCCAGCATGTTCTCCGGAATGATGGGGACACTGTTGGGACCGCCTCTGCTAAAGGGGAGGAAGGAATGGGCAACGGTAGGTCAGCATGCCCC 
GAATTATCCGGGCTACACGCGGGCTACAATGGTCGGGACAATGAGCAACGACACTGAGAAGTGTAGTCAATNTCCTAAACCCGTCCCAAGTTCGGATTGTGGGCT 
GTAANTCGCCCACATGAAGCTGGAATCCGTAGTAATCGCGTTTCAAAATAGCGCGGTGAATGNGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCACCCGAGT 
GAGGTTTGGATGAGGCTGTGGTTTTTGCCGCAGTCGAATCTAGGTTTTGCAAGGGGGGTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGC 
CTCGCGCGCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGTCTGAGGTACTG 
GAAGGTCCTCAGGCCGAAAGGGACTCTGTCCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCTAAGATCGGTACGGGC 
CATGAGAGTTGGAGCCCGGAGATGGACACTGAGACAAGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGAAACCGCGACGGGGGGAC 
CCCCAGTGCCGTGGCAATGCCACGGCTTTTCCGGAGTGTAAGGAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCG 
AGTGGTGGCCACTATTATTGGGCCTAAAGCGTCCGGAGCCGGGCCCGTAAGTCCCTGGCGAAATCTCACGGCTCAACCGTGGGGCTCGCTGGGGATACTGCGGGC 
CTTGGGACCGGGAGAGGCGGAGGGTACCCCTGGGGTAGGGGTGAAATCCTATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCTCCGCTGGAACGGGTCCGACG 
GTGAGGGACGAAGGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGTGAGGTTCGGGCTCGCCCGGTGC 
CGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAGCGTGCGGTTTAAT 
TGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCG 
GACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATA 
AGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCGACCCCGAAAGGGGA 
AGGGAATCCCCTAAACCCGCCCCCAGTTCGGATTGCGGGCTGCAACTCGCCCGCATGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACG 
TCCCCGCTCCTTGCAGAGACCGCCCGTCACCCCACCCGAGCGGGGTCCGGGTGAGGCTTGGTCTCCCTTCGGGGAGGCCGGGTCGAGCCCGGGCTCCGTGAGGGG 
GGAGAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTGGTTGATCCTGCCAGAGGTTACTGCTATCAGTG 
TTCGATTAAGCCATGCGAGTCAAATGTTCTTCGTGAACATGGCGTACTGCTCAGTAACACGTGGATAATCTGCCCTAAGGTCAGGCATAACACCGGGAAACTGGT 
GATAATTCCTGATATACCATAGATACTGGAATGTTCTGTGGTCAAAAGTTCCGGCGCCTTAGGATGAATCTGCGGCCTATCAGGTTGTAGTGGGTGTAGTGTACC 
TACTAGCCGACGACGGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGATTCTGAGACATGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAC 
TGCGGGAAACCGCGATAAGGGGACACTGAGTGCCAGCATCTTATGTTGGCNGTCCGCATGTATAAATAGCATGTGTTAGCAAGGGCCGGGCAAGACCGGTGCCAG 
CCGCCGCGGTAACACCGGCGGCCCGAGTGGTAGCCATTATTATTGGGTCTAAAGGGTCCGTAGCCGGTTTGATCAGTCTTCCGGGAAATCTGACAGCTCAACTGT 
TAGGCTTCCGGGGGATACTGTCAGACTTGGGACCGGGAGAGGTAAGAGGTACTACAGGGGTAGGAGTGAAATCTTGTAATCCTTGTGGGACCACCAGTGGCGAAG 
GCGTCTTACCAGAACGGGTCCGACGGTGAGGGACGAAAGCTGGGGGCACGAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGCTCGCTAGGTGTCT 
GGGATGGTGCGACCGTTTCAGGTGCCGCAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTA 
CAACGGGTGGAGCCTGCGGTTTAATTGGNCNNAACGCCGGAAAACTCACCTGGGGCGACAGCAATATGTAGGTCAGGCTGAAGGTCTTACCCGAATCGCTGAGAG 
GAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCGTGCCCACTGTTGCCAGCATATCCTTAGGGATGATGGG 
TACTCTGTGGGNACCGCCGCTGCTAAAGCGGAGGAAGGTGCGGGCTACGGTAGGTCAGTATGCCCCGAATCTCCAGGGCTACACGCGGGCTACAATGGCCGGGAC 
AATGGGTCCCTACCCCGAAAGGGGNTGGTAATCTCATAAACCCGGCNGTAGTTCGAATCGAGGGCTGTAACTCGCCCTCGTGAAGCTGGAATCCGTAGTAATCGC 
GTTTCAATATAGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGNCAAACCACCCGAGTGAGGTATGGGTGAGGGCACGGACCAAGTGCCGTGCTCGA 
ACCTAAATTTCGCGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTGGTTGATCCTGCCAGAGGTCACTGCTATCAGTGT 
TCGACTAAGCCATGCGAGTCAAATGTTCTTCGTGAACATGGCGTACTGCTCAGTAACNNGTGGATAATCTGCCCTAAGGTCTGGCATAACRCCGGGAAACTGATG 
ATAATTCCAGATGGACCATGGATACTGGAATGTTCTGTGGTCAAAAGCTCCGGCGCCTTAGGATGAATCTGCGGCCTATCAGGTTGTAGTGGGTGTAACGTACCT 
ACTAGCCGACGACGGGTACGGGNTGTGAGAGCAAGAGCCCGGAGATGGATTCTGAGACATGAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAAT 
GCGGGAAACCGCGATAAGGGGACACTGAGTGCCAGCATCTTATGTTGGCTGTCCACATGTATAAATAGCATGTGTTAGCAAGGGCCGGGCAAGACCGGTGCCAGC 
CGCCGCGGTAACACCGGCGGCCCGAGTGGTGGCCACTATTATTGGGTCTAAAGGGTCCGTAGCCGGTTTGATCAGTCTTCCGGGAAATCTGACAGCTCAACTGTT 
AGGCTTCCGGGGGATACTGTCAGGCTTGGGACCGGGAGAGGTAAGAGGTACTACAGGGGTAGGAGTGAAATCTTGTAATCCCTGTGGGACCACCAGTGGCGAAGG 
CGTCTTACCAGAACGGGTCCGACGGTGAGGGACGAAAGC TGGGGGCACGAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGCTCGCTAGGTGTCTG 
GGATGGTGCGACCGTTTCAGGTGCCGCAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTAC 
AACGGGTGGAGCCTGCGGTTTAATTGGNNNNAACGCCGGAAAACTCACCTGGGGCGACAGCAATATGTAGGTCAGGCTGAAGGTCTTACCTGAATCGCTGAGAGG 
ANGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCGTGCCCACTGTTGCCAGCATATCCTTCGGGATGATGGGT 
ACTCTGTGGGNACCGCCGCTGCTAAAGCGGAGGAAGGTGCGGGCTACGGTAGGTCAGTATGCCCCGAATCTCCAGGGCTACACGCGGGCTACAATGGACGGGACA 
ATGGGCTCCTACCCCGAAAGGGGNTGGCAATCTCACAAACCCGGCCGTAGTTCGGATCGAGGGCTGTAACTCGCCCTCGTGAAGCTGGAATCCGTAGTAATCGCG 
TTTCAATATAGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGNCAAACCACCCGAGTGAGGTATGGGTGAGGGCACAGACAAAGTGCTGTGTTCGAA 
CCTAAATTTCGCAAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATCCGTTTGATCCTGGCGGAAGCTACTGCTATTGGGA 
TTCGATTAAGCCATGCAAGTCGAATGAACCTAGTTCATGGCATACGGCTCAGTAACACGTGGATAACCTACCCTTAGGACCGGGATAACTTTGGGAAACTGAAGA 
TAATACTGGATATTAGGTTATGCCTGGAATGGTTTACCTTTGAAATGTATTTTTCGCCTAAGGATAGATCTGCGGCTGATTAGGTCGTTGGTGGGGTAATGGCCC 
ACCAAGCCGATGATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGACCCTACGGGGTGCAGCAGGCGCGAAACCTCCGCAA 
TGTACGCAAGTGCGACGGGGGGATCCCAAGTGTTATTCTTAACAGAATAACTTTTCATTAGTGTAAAAAGCTTTTAGAATAAGAGCTGGGCAAGACCGGTGCCAG 
CCGCCGCGGTAACACCGGCAGCTCAAGTGGTAGCTGTTTTTATTGGGCCTAAAGCGTTCGTAGCCGGTTTGATAAGTCTTTGGTGAAAGCTTGTAGCTTAACTAT 
AAGAATTGCTGAAGATACTGTCAGACNTGAAGTCGGGAGAGGTTAGAGGTACTACCGGGGTAGGGGTGAAATCCTATAATCCTGGGAGGACCACCTGTGGCGAAG 
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555880 Bacteria_16S 7095 7048 49 96 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

555880 Bacteria_16S 8553 8506 49 96 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

555880 Bacteria_16S 16064 16017 49 96 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

555880 Bacteria_16S 38843 38760 13 96 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

555880 Bacteria_16S 63189 63142 49 96 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
555880 Bacteria_16S 67727 67680 49 96 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

555880 Bacteria_16S 73816 73769 49 96 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72131 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

555880 Bacteria_16S 114758 114707 45 96 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

555880 Bacteria_16S 125487 125392 1 96 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

555880 Bacteria_16S 148092 148045 49 96 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

555880 Bacteria_16S 151164 151113 45 96 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 161942 161895 48 95 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

555880 Bacteria_16S 220295 220248 49 96 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

555880 Bacteria_16S 252353 252306 49 96 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

555880 Bacteria_16S 253828 253781 49 96 gi|265678893|ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

555880 Bacteria_16S 261180 261133 49 96 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
555880 Bacteria_16S 265755 265708 49 96 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
555880 Bacteria_16S 267287 267236 45 96 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

555880 Bacteria_16S 268755 268708 49 96 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

555880 Bacteria_16S 273272 273225 49 96 gi|265678878|ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

555880 Bacteria_16S 296135 296088 49 96 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

555880 Bacteria_16S 306710 306663 49 96 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

555880 Bacteria_16S 315849 315802 49 96 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
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Enterobacteriaceae; 


265678785 
ptosporang 
265678774 
sequence 


tinomyceta 


265678770 
1 sequence 


265678767 
sequence 
ria; Rhodo 


265678762 


timonadace 
265678757 


265678756 


450240 450193 49 96 gi 


kettsiaceae; 


ial sequence 317746 3 


Bifidobacteriales; 


33788 
Bifidobacteriales; 


Caulobacteraceae; 


Rhodobacterales; 


Sphingomonadales; 


Rhizobiales; 


e; Actinomycetales; 


ref |NR_029128.1 


ref|NR_029125.1 


Rhodoplanes. 
NR_029117.1 


ref 


ref |NR_029112.1 
370665 372098 
Rho 


ref/|NR_029111.1 
372149 373610 
s 


ref |NR_029105.1 
381306 382756 
Phyll 


ref|NR_029093.1 


ref|NR_029090.1 
0 Actinomadura 
ineae; Thermomon 
ref |NR_029079.1 

419777 421277 
les; Micrococcin 


ref|NR_029075.1 
426041 427535 


ref |NR_029072.1 
430661 432145 


ref |NR_029067.1 


Fulvimarina. 
NR_029062.1 


ae; 
ref 


raceae; 
ref|NR_029061.1 


raceae; 


265678755 


Frankineae; 


ref|NR_029154.1| Rickettsia akari 
316282 317695 Rickettsia akari Bacteria; 
Rickettsieae; Rickettsia; spotted 
ref|NR_029153.1| Bartonella vinsonii 
19177 Bartonella vinsonii 
Rhizobiales; Bartonellaceae; Bartonella. 
ref|NR_029138.1| Parascardovia 
336318 337835 Parascardovia 
Bifidobacteriaceae; 
ref|NR_029137.1| Bifidobacterium 


6 339399 Bifidobacterium saeculare 
Bifidobacteriaceae; 


Bifidobacterium. 
Cryptosporangium 
Cryptosporangium 

Cryptosporangiaceae; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 
Rhodobium. 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 
microbiaceae; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Nesterenkonia 
Nesterenkonia 


Micrococcineae; 


Roseomonas gilardii 
Roseomonas gilardii 


spirillales; Acetobacteraceae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 
Roseomonas. 


Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 
Roseomonas. 


ref|NR_029060.1 


Saccharothrix 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 


Saccharothrix. 


555880 Bacteria_16S 469968 469921 49 96 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

555880 Bacteria_16S 482279 482228 45 96 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

555880 Bacteria_16S 496179 496132 49 96 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

555880 Bacteria_16S 535904 535821 13 96 gi|265678695|ref|NR_029000.1| Arcicella aquatica 


strain NO-502 16S 
Sp 


Bacteroidetes; 
555880 Bacteria_ 


ludipueritiae str 
ludipueritiae Bac 


Roseomonas. 
555880 Bacteria_ 


entanii strain LT 
Proteob 


Bacteria; 
555880 Bacteria_ 


strain W16 16S ri 


555880 Bacteria_ 


teria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 
16S 667840 667793 49 96 gi|265678604|ref|NR_028909.1 
H4560 16S ribosomal RNA, partial sequence 666786 668269 Glucon 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
16S 675385 675338 49 96 gi| 265678599 |ref|NR_028904.1 
bosomal RNA, partial sequence 674316 675810 Dermatophilus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilace 
16S 677034 676952 13 96 gi| 265678598 |ref|NR_028903.1 


strain NGA 16S ri 
Sy 


Synergistetes; 
555880 Bacteria_ 


strain SCII24 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
555880 Bacteria_16S 
grignonense strai 
grignonense Bacte 
555880 Bacteria_16S 
aurantiaca strain 
Proteob 
555880 Bacteria_16S 


Bacteria; 
strain NVI 88/478 


Proteobacteria; 


biprosthecium Bac 
Asticcacaulis. 


555880 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


555880 Bacteria_16S 


strain 19glyl 16S 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinisp 
555880 Bacteria_16S 742099 742052 49 96 gi| 265678553 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 74252 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
555880 Bacteria_16S 768490 768443 49 96 gi| 265678534 
strain J1 16S ribosomal RNA, partial sequence 767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
555880 Bacteria_16S 794624 794577 49 96 gi| 265678516 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 79361 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
555880 Bacteria_16S 799294 799243 45 96 gi| 265678513 
strain MOL361 16S ribosomal RNA, partial sequence 798207 79971 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
555880 Bacteria_16S 825266 825219 49 96 gi| 265678496 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

555880 Bacteria_16S 826768 826721 49 96 gi| 265678495 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

555880 Bacteria_16S 834501 834454 49 96 gi| 265678490 


G 
555880 Bacteria_16S 
biprosthecium str 


ribosomal RNA, partial sequence 
hingobacteria; 
16S 561876 561829 49 96 gi 
ain 170-96 16S ribosomal RNA, partial 


bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
16S 678558 678511 49 96 gi 
ribosomal RNA, partial sequence 


680003 679956 49 96 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
698148 698101 49 96 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
711398 711303 1 96 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; M 
720668 720621 49 96 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


723822 723727 1 96 gi 
laumondii strain TTO1 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


726926 726879 49 96 
ribosomal RNA, partial sequence 


gi 


534808 53626 
Sphingobacteriales; Fle 


675861 67745 


677507 67890 


725825 72731 


xibacterac 
265678678 
sequence 


ae; Anaero 
265678597 


llaceae; O 
265678596 
uence 
ia; Rhizob 
265678584 
nce 69711 
terales; C 
265678575 
71023 
oritellace 
265678568 
1 sequence 
eria; Caul 


265678566 
RNA, parti 


265678564 


eae; Arcicella. 
ref |NR_028983.1 
560822 562307 


6 Anaerobaculum 
baculum. 
ref|NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref|NR_028901.1 
678955 680426 
iales; Brucellac 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 
ref |NR_028872.1 
719632 721036 
obacterales; Cau 


ref 
als 


NR_028870.1 
equence 


ref|NR_028868.1 
9 Succinispira 
ira. 
ref |NR_028857.1 
race 
ref 


ae; Roseomon 
NR_028838.1 


ae; Devosia. 
ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028816.1 
4 Turicibacter 
eae; Turicibacte 
ref |NR_028799.1 
vestrisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


’ 


7 Arcicella aquatica Bacteria; 


Roseomonas 
Roseomonas 
etobacteraceae; 


Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Anaerobaculum mobile 
mobile Bacteria; 


, 


Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Moritella viscosa 
lla viscosa Bacteria; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Succinispira mobilis 


mobilis Bacteria; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Rhizobium loessense 

ium loessense Bacteria; 
terium group; Rhizobium. 
Turicibacter sanguinis 


sanguinis Bacteria; 


bade 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref |NR_028793.1 


Zymomonas mobilis 


subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 


subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; 


Zymomonas. 


555880 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


555880 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


555880 Bacteria_16S 


strain AMX51 16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


555880 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


555880 Bacteria_16S 


strain AS4.0578 1 


836003 835956 49 96 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

840565 840518 49 96 
somal RNA, partial sequence 839468 
laceae; Geobacillus. 

843525 843478 49 96 
ribosomal RNA, partial sequence 


v 


gi 


gi 


866277 866230 49 96 gi 
ain PCE-M2 16S ribosomal RNA, partial 


872349 872302 49 96 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


878200 878153 49 96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


555880 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


555880 Bacteria_16S 
train NRRL B-3298 16S ribosomal RNA, p 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


555880 Bacteria_16S 


pretiosum subsp. 


881207 881160 49 96 gi 
37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
913410 913363 49 96 gi 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

914968 914921 49 96 gi 
pretiosum strain C-15003 16S ribosomal 


840930 Geoba 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
555880 Bacteria_16S 


teria; Proteobacteria; Epsilonproteoba 


6S ribosomal RNA, partial sequence 877138 87856 


Sp 


265678489 
tial seque 
roteobacte 


265678486 


265678484 


rhizobiace 
265678468 
sequence 
cteria; Ca 
265678464 
sequence 
ria; Rhodo 


265678460 


donocardin 
265678458 

88012 
ales; Pseu 
265678436 
artial seq 
dae; Actin 


265678435 
RNA, part 


hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref 
cill 


NR_028789.1 
us uzenensis 
ref |NR_028787.1 
ae; Bosea. 
ref|NR_028771.1 

865186 866674 
mpylobacterales; 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 
ref |NR_028763.1 
eae; Actinosynne 
ref|NR_028760.1 
9 881579 Lentze 
donocardineae; A 


ref 
uenc 
omyc 


NR_028738.1 
e 912332 
etales; Pseu 


ref 
ial 


NR_028737.1 
sequence 


Sphingomonadaceae; 
Zymomonas mobilis 
836398 Zymomonas 


dales; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Gluconacetobacter 
Gluconacetobacter 


tobacteraceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 

a californiensis 

ctinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


555880 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


555880 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


555880 Bacteria_16S 


strain SH22623 16 


Pseudonocardineae; Actinosynnemataceae 
927478 927427 45 96 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


956799 956752 49 96 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


1025676 1025629 49 96 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


555880 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


555880 Bacteria_16S 


strain LK2-10 16S 


1031711 1031664 49 96 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1048631 1048584 49 96 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


555880 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


555880 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


555880 Bacteria_16S 


strain W1-2B 16S 


1066847 1066752 1 96 gi 
ammaproteobacteria; Chromatiales; Chro 
1068259 1068212 49 96 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 

1069758 1069711 49 96 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


555880 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
555880 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


555880 Bacteria_16S 


1078562 1078515 49 96 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1084539 1084492 49 96 gi 
ia; Sphingomonadales; 

1111929 1111834 1 


Sphingomonadacea 
96 gi 


1024681 10260 


1047573 10490 


6S ribosomal RNA, partial sequence 1065751 10671 


Sphingomonadales; 


1068707 10701 


; Actinosy: 
265678427 
quence 

ria; Desul 


265678408 
sequence 


acteria; R 


265678361 
biaceae; R 
265678357 
quence 
Actinomyc 
265678346 
omonospori 
265678333 
matiaceae; 
265678332 
ence 10672 
265678331 
aulobacter 
265678324 
10775 
Sphingomon 


265678320 


e; Sphingo 


nnema. 
ref|NR_028729.1 

926361 927852 
fobacterales; De 


ref|NR_028710.1 
955748 957207 
hizobiales; Phyl 


ref |NR_028663.1 
hizobium/Agrobac 
ref|NR_028659.1 

1030633 103211 
etales; Micromon 


ref|NR_028648.1 


neae; Micromonos 
ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 


265678301 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Pseudaminobacter 
Pseudaminobacter 


lobacteriaceae; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Micromonospora 

4 Micromonospora 

osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Rheinheimera pacifica 


pacifica Bacteria; 


Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Brevundimonas nasdae 
nasdae Bacteria; 

onas. 

Sphingomonas melonis 
omonas melonis Bacteria; 


monas . 


Sphingobium amiense 
acteria; Proteobacteria; 


ref|NR_028602.1 


Moritella yayanosii 


strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


555880 Bacteria_16S 
strain R 16S ribo 
Proteobacteria; Alphapro 


fever group. 


555880 Bacteria_16S 
CMS 81 16S riboso: 


Actinobacteridae; 


555880 Bacteria_16S 
witflariensis str 


witflariensis Bac 
Sphingopyxis. 


555880 Bacteria_16S 
phragmitetus stra 
phragmitetus Bact 


Pannonibacter. 


555880 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


555880 Bacteria_16S 


ATCC 43969 16S ri 
Bacteria; Proteob 


555880 Bacteria_16S 


ATCC 29909 16S ri 
Bacteria; Proteob 


555880 Bacteria_16S 


ATCC 43970 16S ri 
Bacteria; Proteob 


555880 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


555880 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


strain Cal06 16S 


schoenbuchensis s 
schoenbuchensis B 


temperatum Bacter 


555880 Bacteria_16S 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, pa 


facile subsp. tol 
Hyphomicrobium. 


555880 Bacteria_16S 


1130015 1129968 49 
somal R 


96 gi 


teobacteria; Rickettsiales; 


1137604 1137510 1 
mal RNA, complete sequence 
Actino: 


96 gi 


1142132 1142085 49 
ain W-5 
teria; 


96 gi 


1143653 1143606 49 
in C6-1 
eria; P 


96 gi 


1178479 1178432 49 

osomal RNA, partial sequence 
aetes; Spirochaetales; Brachyspiracea 
1186036 1185941 1 96 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterob 
1187547 1187452 1 96 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterob 
1190569 1190474 1 96 
bosomal RNA, partial sequence 
acteria 


96 


v 


1196703 1196620 13 


96 gi 


Def 
gi 


eferribacteres; 
1207275 1207224 45 


Deferribacterales; 
96 


1217755 1217708 49 96 
ribosomal RNA, partial sequence 


gi 


1232884 1232837 49 96 gi 


1243481 1243434 49 96 gi 
ia; Proteobacteria; Alphaproteobacteri 
1309623 1309576 49 96 gi 


erans Bacteria; Proteobacteria; Alphap 
1311096 1311049 49 


96 gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


555880 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


555880 Bacteria_16S 


obscurus DSM 4316 


aphilum Bacteria; Proteobacteria; Alph 


1325098 1325003 1 96 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 

1344929 1344882 49 96 gi 
0 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


555880 Bacteria_16S 


diazotrophicus st 


1353988 1353941 49 96 gi 
rain PAl 5 16S ribosomal RNA, partial 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter 


555880 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


555880 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


555880 Bacteria_16S 


RW1 16S ribosomal 
Proteobacteria; A 


1363044 1362961 13 96 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1391591 1391544 49 96 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1400636 1400589 49 96 gi 
RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


v 


NA, partial sequence 1128958 1130397 Ricke 
Ric 


1136447 1137959 Leifs 
mycetales; Micrococcineae; Micr 


0 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobact 


9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


Gammaproteobacteria; Enteroba 


2809 16S ribosomal RNA, partial sequen 


97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
555880 Bacteria_16S 
1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
555880 Bacteria_16S 
temperatum strain SDW 018 16S ribosomal RNA, partial se 


253680770 
kettsiacea 
253680765 


obacteriac 
253680762 
quence 


eria; Sphi 


253680761 
quence 
ria; Rhodo 


ce 
erribacter 
228715354 
12061 
richales; 
219878473 


ococcineae 
219878271 
quence 

cteria; Rh 
219878114 
quence 

a; Rhizobi 
228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


219878140 
sequence 
Thermoana 


228721038 
13438 
omycetales 


228720330 
sequence 
teobacteri 


228719132 
nce 13619 
terales; R 
228716336 
e 13905 
Parvularc 
228715353 


ref 
ttsi 
e; R 


NR_028018.1 
a rickettsii 
ickettsieae; 


ref 
onia 
eae; 


NR_028013.1 
aurea Bacte 
Leifsonia. 
ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 


NR_028009.1 
142608 114408 
bacterales; Rho 


ref 


R 


ref|NR_027570.1 
ira. 
ref|NR_027546.1 
erobacteriac 
NR_027545.1 


Ent 
ref 


erobacteriac 
NR_027543.1 


Ent 
ref 


Enterobacteriac 
ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025612.1 


; Micrococcaceae 
ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiale 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


, 


ref|NR_027591.1 

1352934 135441 
a; Rhodospirilla 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 


Sphingomon 


d 


s: 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 
Leifsonia aurea strain 
ria; Actinobacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Arthrobacter bergerei 


48 Arthrobacter bergerei Bacteria; 


; Arthrobacter. 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 
Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Parvularcula 

arcula bermudensis 
culaceae; Parvularcula. 


ref|NR_027525.1 


adaceae; Sphingo: 


Sphingomonas wittichii 


1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 


monas . 


555880 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


555880 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


555880 Bacteria_16S 


strain S-3 16S ri 


Proteobacteria; Alphaproteobacteria; 
555880 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
555880 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


555880 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


555880 Bacteria_16S 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
555880 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


555880 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


555880 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


555880 Bacteria_16S 


strain SO2 16S ri 
Proteobacteria; A 


555880 Bacteria_16S 


caeruleus subsp. 


Couchioplanes caeruleus subsp. 


Actinomycetales; 


555880 Bacteria_16S 


strain DSM 20127 
Actinobacteria; A 


555880 Bacteria_16S 


strain JCM3369 16 
Actinobacteria; A 
Actinomadura. 


555880 Bacteria_16S 


strain JCM3146 16 
Actinobacteria; A 
Actinoallomurus. 


555880 Bacteria_16S 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


555880 Bacteria_16S 


matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


555880 Bacteria_16S 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 15358 


Actinobacteria; A 
Actinomadura. 


555880 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


555880 Bacteria_16S 


strain NRRL B-162 
Actinobacteria; A 


555880 Bacteria_16S 


1405173 1405079 1 96 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1408067 1408020 49 96 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


gi 
oc 


ar 
ac 


1414128 1414081 49 96 
bosomal RNA, partial sequence 
Sphingomonadales; 
1421736 1421689 49 96 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


gi 
Sp 


1 
ri 


1432668 1432573 1 96 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1437228 1437177 45 96 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1440309 1440262 49 96 gi 
ribosomal RNA, partial sequence 


en 
ep 


e 
he 


do 
1452435 1452388 49 96 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 
1459900 1459805 1 96 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1463006 14629111 96 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1487268 1487221 49 96 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1494817 1494770 49 96 gi 
caeruleus strain DSM 44103 16S ribosomal 


ue 


gi 
E 


en 
na 


bi 


Micromonosporineae; Micromonosporaceae; 


1502241 1502194 49 96 gi 
16S ribosomal RNA, complete sequence 

ctinobacteridae; Actinomycetales; Micr 
1527885 1527838 49 96 gi 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


oc 


Strept 
1529389 1529342 49 96 

S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


Strept 
1530899 1530852 49 96 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1532437 1532390 49 96 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 
1535433 1535386 49 


s 
Ac 


ti 
e; 


96 gi 


219857153 
1404010 14055 


219846657 


224581449 
1413085 1 


224581444 


224581434 


224581430 


224581428 


14392301 


224581419 


Actin 


224581413 


1458766 1 


224581411 


219857235 


1486230 14876 


219846703 


219846604 


219857435 
1526835 15282 


219857434 


1528339 15297 


219857433 


219857427 


219857414 


ref|NR_024781.1 


; Ha 
ref 
uenc 
phin 


ystineae liangiaceae; 
NR_026249.1 
e 140703 


gomonadales; 


tial seq 
teria; S 
ref |NR_027233.1 
4145 
hingomonadaceae; Sphingo 
ref|NR_027226.1 

1420664 142216 


inomycetales; Mi 


sequ 
dae; 


ence 
Act 


ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027210.1 


4315 
iril 


ce l 
tosp 


1 
rmac 


4361 
eae; 


4407 


nocardineae; Actinosynne 
ref|NR_027200.1 
1451367 145284 


etales; Micromon 


nce 
omyc 
ref|NR_027194.1 
4602 
nterobacteriaceae; Xenor 
ref|NR_027192.1 
ce 1461862 1463368 Marino 
dales; Alteromonadaceae; 


ref|NR_024863.1 


hizo 
ref 
rtia 


R bium/Agrobac 
NR_026295.1 


1 sequence 


aceae; 
RNA, pa 


lanes. 
ref|NR_026196.1 

62 1502633 Sinomo 
occineae; Micrococcacea 
ref |NR_025023.1 
88 Actinomadura 
ineae; Thermomo 


Couchiop 


15011 


osporang n 


ref |NR_025022.1 


osporangineae; Thermomon 


ref|NR_025021.1 
1529847 153130 
tales; Streptosp 


equence 
tinomyce 


ref 
al sequence 
Actinomycet 


NR_025015.1 
153135 


ales; Microm 


ref|NR_025002.1 
13 Actinomadura 


e: 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Arthrobacter 

4 Arthrobacter 

crococcineae; 


Leptospirillum 
pirillum ferrooxidans 


Oceanithermus 
thermus profundus 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Micromonospora 

3 Micromonospora 

osporineae; 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Actinomadura yumaensis 


’ 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Micromonospora 
9 1532864 Micromonospora 


onosporineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 


ctinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 

1538504 1538457 49 96 gi|219857377|ref|NR_024965.1 
n NRRL 15764 16S ribosomal RNA, partial sequence 1537426 153893 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
ae; Saccharothrix. 

1540065 1540018 49 96 gi|219857376|ref|NR_024964.1 
38 16S ribosomal RNA, partial sequence 1538986 1540484 Crossi 
ctinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 

1541614 1541567 49 96 gi|219857375|ref|NR_024963.1 


Actinokineospora 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 


globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


555880 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


555880 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


555880 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


555880 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


555880 Bacteria_16S 


strain JCM 9114 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
555880 Bacteria_16S 1580656 1580609 49 96 gi| 219878491 |ref|NR_025251.1 
americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 158106 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiace 
Sinorhizobium/Ensifer group; Sinorhizobium. 

555880 Bacteria_16S 1582165 1582118 49 96 gi|219878490|ref|NR_025629.1 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 158256 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

555880 Bacteria_16S 1605389 1605342 49 96 gi|219878474|ref|NR_025613.1 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
555880 Bacteria_16S 1606930 1606883 49 96 gi|219878472|ref|NR_025611.1 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 160731 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 

555880 Bacteria_16S 1650732 1650685 49 96 gi|219878442|ref|NR_025581.1 


VKM B1479 16S rib 


gallinifaecis str 
gallinifaecis Bac 


555880 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


555880 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


555880 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


555880 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


555880 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


555880 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


555880 Bacteria_16S 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


555880 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


ae; Actinokineospora. 

1543174 1543127 49 96 gi 
NRRL B-24047 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1555221 1555174 49 96 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1562638 1562591 49 96 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1570050 1570003 49 96 gi 
n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1576116 1576069 49 96 gi 


al 
Ac 


nc 
il 


ac 


osomal RNA, partial sequence 
ob 
1656875 1656828 49 96 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1663037 1662990 49 96 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1672310 1672216 1 96 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1681267 1681220 49 96 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1708922 1708827 1 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1739271 1739208 34 96 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1746933 1746886 49 96 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1760667 1760620 49 96 gi 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


s 
er 


s 
e; 


gi 
E 


ue 
i; 


ma 


al 


, 


1 
A 


ue 
in 


1762188 1762141 49 96 gi 
LMG 20336 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


555880 Bacteria_16S 


1816716 1816669 49 96 gi 


219857374 


219857209 
219846143 
ue 
219878173 
ce 
le 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


555880 Bacteria_16S 219878437 


219878433 


219878427 
1671187 16725 


219878421 


219878402 
1707781 17092 


219878382 


219878376 


219878365 


219878364 


219878325 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


sequenc 
tinomyce 


ref |NR_024837.1 
e 1554124 1555535 Anoxyb 
lus. 
ref |NR_025733.1 

1561538 156291 
xybacillus. 
ref |NR_025312.1 
18 1570426 Deflu 
obacteriaceae; D 
ref |NR_024686.1 


nce 
eae; Ano 
15690 


s; Phyll 


acteraceae; Labrys. 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025572.1 
equence 1661967 166345 


Actinomycetales; Pseudo 


equence 
ia; Rhiz 


ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
NR_025560.1 
1680196 168167 
Thermaceae; 
ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025521.1 
e 1738160 173968 
cetales; Actinom 


nterobac 
nce 

Thermal 
tiaceae; 


sequenc 
Actinomy 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


sequence 
ctinomyc 


ref|NR_025504.1 
1759669 176107 
Micrococcine 


nce 
omycetales; 
ref|NR_025503.1 

1761124 176259 
ales; Micrococci 


uence 
inomycet 


’ 


Vv 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


Rhodovarius 
8 Rhodovarius 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Vulcanithermus 

6 Vulcanithermus 

Vulcanithermus. 

Rheinheimera baltica 


baltica Bacteria; 


Actinomyces 
1 Actinomyces 
ycineae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


ref|NR_025464.1 


Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Kibdelosporangium 


555880 Bacteria_16S 1828873 1828826 49 96 gi|219878317|ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
555880 Bacteria_16S 1833523 1833476 49 96 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

555880 Bacteria_16S 1871555 1871508 49 96 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

555880 Bacteria_16S 1874617 1874570 49 96 gi| 219878285 |ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

555880 Bacteria_16S 1894731 1894636 1 96 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
Desulfomicrobium. 

555880 Bacteria_16S 1902255 1902200 34 89 gi|219878262|ref|NR_025401.1| Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

555880 Bacteria_16S 1929415 1929320 1 96 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

555880 Bacteria_16S 1930951 1930856 1 96 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

555880 Bacteria_16S 1956606 1956559 49 96 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

555880 Bacteria_16S 1977927 1977832 1 96 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
555880 Bacteria_16S 1982554 1982503 45 96 gi|219878207|ref|NR_025346.1| Chondromyces robustus 


strain Cm al3 16S 
Proteobacteria; D 


555880 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


555880 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


555880 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
555880 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


555880 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


555880 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


555880 Bacteria_16S 


strain IBS 506 16 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
1985723 1985672 45 96 


Sora 
gi 


ia; Proteobacteria; Deltaproteobacteri 


1987306 1987259 49 

n Cb fel8 16S ribosomal RNA, 
ria; Proteobacteria; 
Cystobacter. 
2016408 2016361 49 96 gi 
16S ribosomal RNA, partial sequence 
Sphingomonadales; 
2022311 2022264 49 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2038905 2038856 47 96 gi 


96 gi 
complete 
Deltaproteobacter 


lales; Bacillaceae; Virgibacillus. 
2066581 2066534 49 96 gi 
n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
2075797 2075750 49 96 gi 
S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


555880 Bacteria_16S 


strain IBS 382 16 


2085050 2085003 49 96 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


555880 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


555880 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


555880 Bacteria_16S 


strain H-8 16S ri 


2098685 2098638 49 96 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


2103382 2103299 13 96 gi 
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Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 


ref |NR_025221.1 


Rubritepida flocculans 


2153652 2155080 Rubritepida flocculans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 


555880 Bacteria_16S 


2160705 2160658 49 96 


gi|219857628 


salitolerans strain PA 51 16S ribosomal RNA, partial sequence 


salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; 


Swaminathania. 
555880 Bacteria_16S 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial 


2166849 2166802 49 96 


gi| 219857624 


ref|NR_025217.1 


ND 


ref |NR_025213.1 


Swaminathania 


159648 2161102 Swaminathania 
Rhodospirillales; Acetobacteraceae; 


Pseudonocardia 


sequence 2165786 2167229 Pseudonocardia 


chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 
555880 Bacteria_16S 


Pseudonocardia. 


2221390 2221343 49 96 


strain 7d 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


555880 Bacteria_16S 


aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
555880 Bacteria_16S 


2222801 2222754 49 96 


2239670 2239575 1 96 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


555880 Bacteria_16S 


2241181 2241086 1 96 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


555880 Bacteria_16S 
strain ATCC 33638 
Bacteria; 
555880 Bacteria_16S 


2242692 2242597 1 96 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


2244203 2244108 1 96 


gi|219857585 
2220358 22217 


219857584 
22217 


gi 
gi|219857573 
2238534 22399 


gi] 219857572 
2240045 22415 


219857571 
22415 


gi 


gi| 219857570 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial s 


pseudotuberculosis Bacteria; 


Yersinia. 
555880 Bacteria_16S 


Proteobacteria; 


2262653 2262570 13 96 


Gammaproteobacteria; 


gi|219857558 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 


hydrogeniphilum Bacteria; 


Thermodesulfobacterium. 


555880 Bacteria_16S 


2267248 2267201 49 96 


strain SK-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
555880 Bacteria_16S 


Bacillales; 


Bacillaceae; 


2296066 2296019 49 96 


strain 91-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


555880 Bacteria_16S 


strain IBS 193 16S ribosomal RNA, partial sequence 


2297532 2297485 49 96 


Thermodesulfobacteria; 


Geobacillus. 


Thermodesulfobac 


gi|219857555 
2266147 22676 


gi| 219857533 
2295034 22964 


gi|219857532 
2296489 22979 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


555880 Bacteria_16S 
strain 63287 16S 


2300497 2300450 49 96 


ribosomal RNA, partial sequence 


gi| 219857530 
2299447 23008 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


555880 Bacteria_16S 


2311152 2311105 49 96 


strain A290 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
555880 Bacteria_16S 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
555880 Bacteria_16S 
NRRL B-24104 16S 


2329314 2329231 14 96 


2342833 2342786 49 96 


ribosomal RNA, partial sequence 


gi| 219857522 
2310109 23115 
Streptosporang 


219857510 
sequenc 
Actinomyc 


gi 


gi| 219857500 
2341772 23432 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


555880 Bacteria_16S 


2350358 2350311 49 96 


gi| 219857494 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 23493 


Bacteria; 
555880 Bacteria_16S 


strain IBS 325 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


2395961 2395914 49 96 


Hypho: 
gi| 219857463 
2394935 23963 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


555880 Bacteria_16S 
chloromethanicum 
chloromethanicum 
Hyphomicrobium. 

555880 Bacteria_16S 


strain AML-C10 16S ribosomal RNA, partial sequence 


2400481 2400434 49 96 


strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; R 


2414402 2414308 1 96 


219857460 
sequence 


gi 


gi|219857451 
2413261 24147 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


555880 Bacteria_16S 


2458299 2458252 49 96 


Xanthobacteraceae; 
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Sphing 
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Xanthobacter. 


Xanthobacter 
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GCGTCTAACTGGAACGATCTTGACGGTGAGTAACGAAAGCCAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTG 
GAATGGCCTCGAGTTGTTCCGGTGCCGAAGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCA 
CAACGCGTGGAGCCTNNNGTTTAATTGGATTCAACGCCGGACATCTCACCAGGAGCGACAGCAGAATGATAATCAGGTTGATGACCTTATTTGACTAGCTGAGAG 
GAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAAGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAACACAATCTCTGGATTGGTGGG 
CACACTAGGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCAGTATGCCCCGAATCTCCTGGGCTACACGCGGGCTACAATGGCTATGGC 
AATGGGTTTCTGCACTGAAAAGTGATGGTAATCTCCTAAACATAGTCTTAGTTCGGATTGAGGGCTGTAACTCGCCCTCATGAAGCTGGAATGCGTAGTAATCGC 
ATGTCACAACCGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACACCACCCAAAAAGGGTTTGGATGAGGCCATAATTTTCAAATGTTATTGTC 
GAATCTAGGTTTTTTGAGGAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACTCCGGTCGATCCTGCCGGCGGTCACTGCTAT 
CAGGTTCCGACTAAGCCATGCAAGTCATGGGGCCGTAAGGCACCGGCGAACAGCTCAGTAACACGTGGATAATTTACCCTCAGGCGGGGCATAACCTCGGGAAAC 
TGAGGCTAATTCCCCATAGTCATTACAAACTGGAATGGTTGTAATGATGAAAGCTTCTGCACCTGAGGATAAGTCTGCGGCCTATCAGGTAGTAGGTGGTGTAAA 
GGACCACCTAGCCTAAGACGGGTACGGGCCCTGAAAGGGGGAGCCCGGAGATGGACTCTGAGACAACAGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTG 
TGCAATGCGCGAAAGCGCGACACGGGGAGCCTGAGTGCCTTGACTTTTTGTCAAGGCTTTTCTGATGCCTAAAAAGCATCAGGAATAAGGGCTGGGCAAGACGGG 
TGCCAGCCGCCGCGGTAACACCCGCAGCTCGAGTGGTGATCACTTTTATTGAGTCTAAAGCGTTCGTAACCGGTCTTATAAATCTTCAGATAAATTCTTCCGCTT 
AACGGAAGAACTTCTGAAGAGACTGTAAGACTTGGGACCGGGTGAGGTTGAATGTACTTTCAGGGTAGGGGTAAAATCCTGTAATCCTGAAAGGACGACCGGTGG 
CGAAAGCGTTCAACTAGAACGGATCCGACGGTGAGGGACGAAGGC TAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGCTGCCCACTTGG 
TGTTGCTTCTCCGTTGAGGGGGGGCAGTGCCGTAGCGAAGGTGTTAAGTGGGTCACTTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAG 
CACCGCAACGGGAGGAGCGTGCGGTTTAATTGGATTCAACGCCGGAAAACTCACCGGGAGCGACCTTCGGATGAGGGTCAACCTGACGAATTTACCCGATAGAAG 
GAGAGGTGGTGCATGGCCGTCGTCAGCTCGTACCGTAGGGCGTTCACTTAAGTGTGATAACGAGCAAGACCCCCATCTCTAATTGCCAGACTGTCTTTGCGGGCA 
GAGGCACTTTAGAGGGACCGCCAGCGCTAAGCTGGAGGAAGGAGGGGTCGACGGCAGGTCAGTACGCCCCGAATCTCCCGGGCTACACGCGCGCTACAAAGGACG 
GGACAATGAGTTGCAACCTCGAAAGGGGAAGCTAACCTCGAAACCCGTTCGTAGTCAGGACTGAGGGCTGTAACTCGCCCTCACGAATGTGGATTCCGTAGTAAT 
CGTAGGTCAACAGCCTACGGTGAATATGCCCCTGCTCCTTGCACACACCGCCCGTCAAACCATCCGAGCTGGTGTTGGATGAGGGTCCGTCCTCTGGATGGATTC 
GAATCTGATGTCAGTGAGGAGGGT TAAGTCGTAACAAGGTATCCGTAGGGGAACCTGCGGATGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTCAGACTCGTAGCATATAGC 
TCAGTAACACGTGGCCAAACTACCCTACAGACCGCGATAACCTCGGGAAACTGAGGCCAATAGCGGATATAACTCTCAGACTGGAGTGTCGAGAGTTAGAAACGT 
TCCGGCGCTGTAGGATGTGGCTGCGGCCGATTAGGTAGATGGTGGGGTAACGGCCCACCATGCCGATAATCGGTACAGGTTGTGAGAGCAAGAGCCTGGAGACGG 
TATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAGGGGGACTCCGAGTGTGAGGGCATATAGCCCT 
CGCTTTTCTGTACCGTAAGGTGGTACAGGAACAAGGACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGTCCAAGTGATGGCCGATATTATTGGGC 
CTAAAGCGTCCGTAGCTTGCTGTGTAAGTCCATTGGGAAATCGACCAGCTCAACTGGTCGGCGTCCGGTGGAAACTACACAGCTTGGGGCCGAGAGACTCAACGG 
GTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGACCACCAATGGGGAAACCACGTTGAGAGACCGGACCCGACAGTGAGGGACGAAAGCCAGGGTCT 
CGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACAATGCTCGCTAGGTATGTCACGCGCCATGAGCACGTGATGTGCCGTAGTGAAGACGATAAGCGAGC 
CGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCA 
CCGGTCCCGACAGTAGTAATGACGGTCAGGTTGACGACTTTACCCGACGCTACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAA 
GTCAGGCAACGAGCGAGACCCGCACTTCTAGTTGCCAGCAACACCCCTGCGGTGGTTGGGTACACTAGGAGGACTGCCGCTGCTAAAGCGGAGGAAGGAACGGGC 
AACGGTAGGTCAGTATGCCCCGAATGGACCGGGCAACACGCGGGCTACAATGGCTATGACAGTGGGATGCAACGCCGAGAGGCGACGCTAATCTCCAAACGTAGT 
CGTAGTTCGGATTGCGGGCTGAAACCCGCCCGCATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACC 
GCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGTCATGCGACGGTCGAATCTGGGTTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGAGGAAT 
CTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTG 
GGATCCGATTTAGCCATGCTAGTCGTACGAGTTCACACTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCGCAATACCCTCGGGAAACTG 
AGGCTAATAGCGCATACCATACCACCACTGGAATGAGTGGTATGCCAAACGCTCCGGCGCCGAAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGG 
CCCACCGTGCCAATAATCGGTATGGGTCATGAGAGTGAGAACCCAGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGACAGTGCGATAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTGCTTTTCGACACCCTAAGGCGGTGTCAGAATAAGGGCTGGGCAAGACCGGTG 
CCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATGGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCACGCAAGTCCATCGGGAAATCCACCTGCCCAA 
CAGGTGGGCGCCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGATGGC 
GAAAGCACGTCGCGAGAACGGATCCGACAGTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGCTAGGT 
GTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGC 
ACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACTGTAGTAATGACGATCAGGTTGATGACCTTATCCGAGCTTCA 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCATCCTTACTTGCCAGCAGTATCGCGAGATAG 
CTGGGGACAGTAGGGAGACCGCCGTGGC TAACACGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTC 
GAGACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGATTCGGTAGTA 
ATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGCGCCACGCGCGTCGAAT 
CTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNTTTCCCCGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTTGTACGAGTTCAGACTCGTAGCGAATAGCTC 
AGTAACACGTGGCCAAACTACCCTTCGGAACACAATACCCTCGGGAAACTGAGGCCAATAGTGTATACCGTACCACCACTGGAATGAGTGGTACGCCAAACGCTC 
CGGCGCCGAAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTATGGGTCATGAGAGTGAGAACCCAGAGACGGAA 
TCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTG 
CTTTTCGGTACCCTAAGGCGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATGGCCGATCTTATTGGGCCT 
AAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCTGCTCAACAGGTGGGCGCCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGT 
ACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGGGACGAAAGCCAGGGTCTCG 
AACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGCTAGGTGTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGACCG 
CCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACC 
AGCATCGACTGTGGTAATGACGATCAGGTTGATGACCTTATCCGAGCCTCAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTC 
AGGCAACGAGCGAGACCCGCACCCTTACTTGCCAGCAGTACCGCGAGGTAGCTGGGGACAGTAGGGGGACCGCCGTGGC TAACACGGAGGAAGGAACGGGCAACG 
GTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGAGACAAAGGGTTCCTACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGT 
AGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCC 
CGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGTACCTCGTACGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTCGCACGAGTTCAGACT 
CGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAACACAATACCCTCGGGAAACTGAGGCTAATAGTGTATACCACATCACCACTGGAATGAGTG 
ATGTGCCAAACGCTCCGGCGCCGAAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTATGGGTCATGAGAGTGAG 
AACCCAGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAGGGGGATCCCAAGTGCACA 
GGCATAGCGCCTGTGCTTTTCGGTACCGTAAGGTGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATGGCC 
GATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCTGCTCAACAGGTGGGCGCCCGGTAGAAACTGCGTGGCTTGGGACCG 
GAAGGCGCGACGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGGACGGATCCGACAGTGAGGGACG 
AAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGCTAGGTGTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAG 


555880 Bacteria_16S 
strain JSS-26 16S 


555880 Bacteria_16S 
strain JSS-7 16S 


555880 Bacteria_16S 


beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 


beliardensis Bacteria; 
555880 Bacteria_16S 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospir 


johannae Bacteria; 
Gluconacetobacter. 
555880 Bacteria_16S 


2459790 2459743 49 


2461281 2461234 49 


2503563 2503468 1 


Proteobacteria; 
2509605 2509558 49 


2549969 2549922 49 


96 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


96 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


96 


96 


96 


strain C-29 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


555880 Bacteria_16S 


strain CDC 0876-58 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


555880 Bacteria_16S 


desulfurans strain St55B 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


desulfurans Bacteria; 
555880 Bacteria_16S 


2635992 2635898 1 


2703786 2703735 45 


2709749 2709702 49 


96 


96 


Deinococci; 


96 


strain AA08 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


555880 Bacteria_16S 


lithotrophicum strain 42BKT 16S ribosomal RNA, partial 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; S 


555880 Bacteria_16S 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


555880 Bacteria_16S 


strain MKT 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


555880 Bacteria_16S 
terrae strain IFO 


Actinokineospora. 
555880 Bacteria_16S 


2721769 2721722 49 


2724816 2724769 49 


2741366 27412711 


2760616 2760569 49 


2762112 2762065 49 


96 


96 


96 


96 


15668 16S ribosomal RNA, partial sequence 27595 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


96 


strain Yo-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


555880 Bacteria_16S 


strain JCM1680 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


555880 Bacteria_16S 


strain JCM1679 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


555880 Bacteria_16S 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequenc 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Act 
Dietziaceae; Dietzia. 

555880 Bacteria_16S 2783284 2783189 1 96 gi| 219857128 


2765128 2765034 1 


2766644 2766550 1 


2768091 2768040 45 


96 


96 


96 


strain B3-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichacea 


555880 Bacteria_16S 


rectilineatus strain IFO 13941 16S ribosomal RNA, partial 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Ac 
555880 Bacteria_16S 
minutisporangium 


2796681 2796634 49 


tinoplanes. 
2798203 2798156 49 


96 


96 


gi|219857410 
2458757 24601 


gi|219857409 
2460248 24616 


gi|219857380 


gi| 219857371 


gi| 219857344 
2548929 25503 


219857234 
26348 


gi 


gi| 219857186 
Thermales; 
gi|219857182 
2708714 27101 
Acetobacte 
219857174 
sequence 


gi 


gi| 219857172 


gi|219857160 
2740223 27416 


gi| 219857146 


gi|]219857145 
2761077 27624 
Acetobacte 
gi|219857141 
2763991 27654 


gi|219857140 
2765507 27669 


gi| 219857139 


2782197 27836 


219857119 
sequenc 
Actinom 


gi 


gi|219857118 


strain IFO 15962 16S ribosomal RNA, partial sequence 


Sphingomonadaceae; 


Sphingomonadaceae; 


ref|NR_024998.1 


ref|NR_024997.1 


ref|NR_024968.1 


ref |NR_024959.1 


illales; 


ref|NR_024932.1 
Bartonella. 
ref|NR_024862.1 


ref|NR_024814.1 
Thermaceae; 
ref|NR_024810.1 


raceae; Asaia. 
ref |NR_024802.1 


ulfurovum. 
ref|NR_024800.1 


neae; 
ref |NR_024788.1 


ref|NR_024774.1 


donocardineae; 


ref|NR_024773.1 
raceae; Kozakia. 
ref|NR_024769.1 
56 Edwardsiella 
teriaceae; 
ref |NR_024768.1 


teriaceae; 
ref |NR_024767.1 
e 2767023 276850 


ref|NR_024756.1 
e; Thiothrix. 
ref|NR_024747.1 
e 2795622 279709 
ycetales; 
ref |NR_024746.1 

279714 


Sphingomonas koreensis 


97 Sphingomonas koreensis Bacteria; 
Sphingomonas. 


Sphingomonas aquatilis 


89 Sphingomonas aquatilis Bacteria; 
Sphingomonas. 


Legionella 


2502405 2503874 Legionella 
Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Gluconacetobacter 


2508571 2510017 Gluconacetobacter 
Acetobacteraceae; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Citrobacter werkmanii 


42 2636362 Citrobacter werkmanii 
Enterobacteriaceae; 


Citrobacter. 
Oceanithermus 


2702689 2704071 Oceanithermus 
Oceanithermus. 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Sulfurovum 


2720705 2722110 Sulfurovum 


Longispora albida 


14 Longispora albida Bacteria; 
Micromonosporaceae; Longispora. 


Agarivorans albus 


76 Agarivorans albus Bacteria; 
aceae; Agarivorans. 


Actinokineospora 


56 2761026 Actinokineospora terrae 
Actinosynnemataceae; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Edwardsiella ictaluri 


ictaluri Bacteria; 
Edwardsiella. 


Edwardsiella hoshinae 


72 Edwardsiella hoshinae Bacteria; 
Edwardsiella. 


Dietzia 
5 Dietzia 


inomycetales; Corynebacterineae; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 
555880 Bacteria_16S 
strain IFO 12513 


555880 Bacteria_16S 
strain IFO 14915 


555880 Bacteria_16S 
strain IFO 12512 


555880 Bacteria_16S 


2799724 2799677 49 


2802768 2802721 49 


2804289 2804242 49 


2805811 2805764 49 


Cryptosporangiaceae; Cryptosporangium. 


96 


16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


96 


16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


96 


16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


96 


gi|219857117 


gi|219857115 


gi|219857114 


ref|NR_024745.1 
36 Actinoplanes 
Micromonos 
NR_024743.1 


ref 


Micromonos 


ref|NR_024742.1 


Micromonos 


gi|219857113 


derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 


ref|NR_024741.1 
2804752 280622 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


80 Actinoplanes humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


01 Actinoplanes digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 


derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


555880 Bacteria_16S 2807333 2807286 49 96 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

555880 Bacteria_16S 2808855 2808808 49 96 gi|219857111|ref|NR_024739.1]| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

555880 Bacteria_16S 2810353 2810306 49 96 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

555880 Bacteria_16S 2814831 2814784 49 96 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
555880 Bacteria_16S 2825399 2825352 49 96 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

555880 Bacteria_16S 2840606 2840559 49 96 gi|219856897|ref|NR_024716.1| Agromyces luteolus 


strain IFO 16235 


phaeum strain PB 
Firmicutes; Clost 


555880 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 


Micromonosporacea 
555880 Bacteria_16S 


strain IFO 13613 


IFO 16102 16S rib 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
555880 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


555880 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


555880 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


555880 Bacteria_16S 


strain SG3902 16S 
Firmicutes; Clost 


555880 Bacteria_16S 


strain K 16S ribo 


strain ORS 992 16 


oc 


2884193 2884098 1 96 gi 


ridia; Thermoanaerobacterales; Thermoa 
2891572 2891525 49 96 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2929581 2929534 49 


na 


se 
96 gi 


lo 
2940115 2940068 49 
osomal RNA, partial sequence 


96 gi 
do 
2965822 2965775 49 96 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2994764 2994717 49 96 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

2999399 2999352 49 96 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3004052 3004005 49 96 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3017712 3017617 1 96 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
3072056 3072009 49 


Sp 
qu 
ia 

s 
ea 
ne 


ri 


Halobacteroida 
96 gi 


ce 


ri 
3076520 3076473 49 96 
S ribosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
555880 Bacteria_16S 219856869 


16S ribosomal RNA, partial sequence 2883064 28845 
219856862 
Actinomyc 


219856837 
16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
555880 Bacteria_16S 219856830 
2939058 29405 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
555880 Bacteria_16S 219856812 


2964771 29662 


219846927 


219846924 


219846921 


219846912 
3016582 30179 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
555880 Bacteria_16S 219846871 


3075492 30769 


occineae; 


erobactera 


quence 
et 


56 


cystaceae; 


nocardin 


22 
hingomon 


ence 
Rhizobi 


i 
equence 
e; Anoxy. 


e 30029 
llales; 


97 
Ac 


ae; Oren 
lo 


nckiaceae; 


ref 
25 Thermacetogenium phaeum Bacteria; 


ref 


ref 


ref 
28 Lentzea albida Bacteria; 
eae; 
ref 


adac 
ref 


ref 
18 Orenia salinaria Bacteria; 
ia. 
re 


ref 
24 Rhizobium undicola Bacteria; 


crobacteriac 
NR_024688.1 


Mi 


ceae; Thermace 
NR_024681.1 
2890502 289195 


ales; Micromon 


NR_024656.1 
Terasakiella 
Terasakiella. 


NR_024649.1 


Actinosynne 
NR_024631.1 
Sphingopyxis 
eae; Sphingo 
NR_026519.1 
6 
s; Rhizobiac 
NR_026516.1 
1 


NR_026513.1 
3004478 Glucon 
etobacteraceae 
NR_026504.1 


£ 
ce 
M 


NR_026466.1 
lla palustri 
ethylocella. 
NR_026463.1 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Thermacetogenium 


togenium. 
Actinoplanes 

8 Actinoplanes 

osporineae; 


Terasakiella pusilla 


pusilla Bacteria; 


Lentzea albida strain 


mataceae; Lentzea. 
Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 

Agrobacterium 
8 Agrobacterium 
eae; 


Anoxybacillus 
6 Anoxybacillus 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Orenia salinaria 


’ 


Methylocella palustris 
s Bacteria; 


Rhizobium undicola 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
555880 Bacteria_16S 3081176 3081093 13 96 gi|219846868|ref|NR_026460.1| Desulfurella 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

555880 Bacteria_16S 3094622 3094575 49 96 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

555880 Bacteria_16S 3099204 3099157 49 96 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

555880 Bacteria_16S 3106656 3106609 49 96 gi|219846851|ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

555880 Bacteria_16S 3112652 3112557 1 96 gi| 219846847 |ref|NR_026439.1| Desulfobacter 


halotolerans DSM 11383 16S ribosomal RNA, partial sequence 


3111517 3112988 Desulfobacter halotolerans 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 


555880 Bacteria_16S 
antarctica strain 
antarctica Bacteria; 


Psychromonas. 


555880 Bacteria_16S 
intermedius strain TF2 1 


Bacteria; 


Proteobacteria; 
555880 Bacteria_16S 


3117267 31171721 
star-1 


96 gi 


Proteobacteria; Gammaproteobacteria; 


3118734 3118687 49 
6S ribosomal RNA, 


96 gi 


3124775 3124728 49 96 gi 


219846844 
16S ribosomal RNA, partial sequence 


219846843 
complete sequence 31176 
Alphaproteobacteria; Rhodospirillales; 

219846839 


ref|NR_026436.1 
116131 311762 


Alteromonadales; 


Ww 


ref |NR_026435.1 


ref|NR_026431.1 


denitrificans strain DSM 
denitrificans Bacteria; 
Hyphomicrobium. 
555880 Bacteria_16S 
methylovorum strain DSM 
methylovorum Bacteria; 
Hyphomicrobium. 
555880 Bacteria_16S 
zavarzinii strain ZV-622 
zavarzinii Bacteria; Pro 
555880 Bacteria_16S 
hollandicum strain IFAM 
hollandicum Bacteria; Pr 
Hyphomicrobium. 
555880 Bacteria_16S 
strain HK1 0089 16S ribo 
Actinobacteria; Actinoba 
555880 Bacteria_16S 
deleyianum strain Spiril 
Sulfurospirillum 
Campylobacteraceae; Sulf 


P 


3126264 3126217 49 
5458 16S ribosomal RNA, partial 
roteobacteria; Alphaproteobacteria; 


3127733 3127686 49 


KB-677 16S ribosomal RNA, partial 
oteobacteria; Alphaproteobacteria; 


3133647 3133600 49 


1869 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobacteria; 


96 gi 


96 gi 


96 gi 


96 gi 


Rhiz 


219846838 
sequence 


219846837 


16S ribosomal RNA, partial sequence 
teobacteria; Alphaproteobacteri 
3129221 3129174 49 


a; 
219846836 


219846833 


somal RNA, partial sequence 3132587 31340 


lum 5175 16S ribosomal RNA, partial sequence 
deleyia 


96 gi 


urospirillum. 


219846830 


1 sequence 


Rhizobiales; Hyphomic 


Rhizobiales; 


sequenc 
Rhizobiales; 


3123738 312518 
obiales; 


ref 
3 


NR_026430.1 
125234 312665 


29.1 
4 


ref 
3 


NR_0264 
126704 31281 


28.1 
1 


ref |NR_0264 
e 3128192 31296 


ref |NR_026425.1 
Dermacoccaceae 
NR_026422.1 

313708 


ref 


Psychromonas 
9 Psychromonas 


Psychromonadaceae; 


Gluconacetobacter 


80 3119160 Gluconacetobacter intermedius 
Acetobacteraceae; 


Gluconacetobacter. 
Hyphomicrobium 
3 Hyphomicrobium 


Hyphomicrobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 


Hyphomicrobiaceae; Hyphomicrobium. 


Hyphomicrobium 
6 Hyphomicrobium 


Hyphomicrobiaceae; 


Demetria terragena 


43 Demetria terragena Bacteria; 
cteridae; Actinomycetales; Micrococcineae; 
3138146 3138099 49 


; Demetria. 
Sulfurospirillum 
4 3138514 


num Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


555880 Bacteria_16S 


strain DSM 44267 


3153300 3153253 49 96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


555880 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


3209603 3209556 49 96 gi 
Sphingomonadales; 
3211095 3211048 49 96 gi 


Sphingomonadales; 
3212605 3212558 49 96 gi 


Sp 


Sp 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacte 


Helicobacter. 


555880 Bacteria_16S 


strain TagT2C 16S 


3239991 3239944 49 96 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthob 


555880 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial sequ 
a; Proteobacteria; Deltaproteobacteria; 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


555880 Bacteria_16S 


strain DSM 43764 


Actinomadura. 


555880 Bacteria_16S 


strain DSM 43067 


Actinomadura. 


555880 Bacteria_16S 


strain LMG 2142 1 


australicum strai 


3243024 3242929 1 96 gi 


3253434 3253387 49 96 gi 


3254932 3254885 49 96 gi 


3262451 3262404 49 96 gi 
Sphingomonadales; 
3263974 3263927 49 96 gi 


Strept 


Strept 


Sp 


australicum Bacteria; Proteobacteria; Alphaproteobacteria 


555880 Bacteria_16S 


3308180 3308133 49 96 gi 


autotrophicus strain 7c 16S ribosomal RNA, partial sequen 


Bacteria; 


strain 301 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobia 
555880 Bacteria_16S 


3309642 3309595 49 96 
bosomal RNA, partial sequence 


gi 


le 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthob 


555880 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 


3312591 3312544 49 96 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 


219846820 
16S ribosomal RNA, partial sequence 3152235 31537 


ria; 


219846761 
3238968 32403 
acteraceae; 
219846759 


ence 


219846752 
16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846751 
16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
555880 Bacteria_16S 
n IFAM ST1306 16S ribosomal RNA, partial 


sequenc 


ce 33071 
S; 


occineae; 
219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
555880 Bacteria_16S 


hingomonadaceae; 
219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
555880 Bacteria_16S 


hingomonadaceae; 
219846780 oe 
sequence 3211554 32129 
Campylobacterales; 


Desulfovibrionales; 


osporangineae; 


osporangineae; 


hingomonadaceae; 
219846745 


; Rhizobiale 
219846716 


Xanthobacteraceae; 
219846715 
3308619 33100 
acteraceae; 
219846712 
3311548 3312985 Sphingobium xenophagum Bacteria; 
Sphingomonadaceae; 


ref|NR_026412.1] Terracoccus luteus 
13 Terracoccus luteus Bacteria; 
Intrasporangiaceae; Terracoccus. 
ref|NR_026374.1| Sphingomonas mali 
11 Sphingomonas mali Bacteria; 
Sphingomonas. 
ref|NR_026373.1| Sphingomonas pruni 
03 Sphingomonas pruni Bacteria; 
Sphingomonas. 

NR_026372.1| Helicobacter 

74 Helicobacter 
Helicobacteraceae; 


ref 


ref|NR_026353.1| Xanthobacter tagetidis 
79 Xanthobacter tagetidis Bacteria; 

Xanthobacter. 
ref |NR_026351.1 
3241884 324339 
Desu 


Desulfovibrio 
3 Desulfovibrio 
1lfovibrionaceae; 


ref|NR_026344.1| Actinomadura kijaniata 
26 Actinomadura kijaniata Bacteria; 
Thermomonosporaceae; 


ref |NR_026343.1| Actinomadura madurae 
21 Actinomadura madurae Bacteria; 
Thermomonosporaceae; 


ref |NR_026338.1| Sphingomonas trueperi 
78 Sphingomonas trueperi Bacteria; 
Sphingomonas. 

ref |NR_026337.1| Pedomicrobium 

e 3262929 3264382 Pedomicrobium 

Ss; Hyphomicrobiaceae; Pedomicrobium. 
ref|NR_026308.1] Xanthobacter 

57 3308568 Xanthobacter autotrophicus 
Xanthobacter. 
ref|NR_026307.1] Xanthobacter flavus 

30 Xanthobacter flavus Bacteria; 
Xanthobacter. 
NR_026304.1 


ref Sphingobium xenophagum 


Sphingobium. 


555880 Bacteria_16S 3333913 3333866 49 96 gi|219846696 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


ref |NR_026288.1 
00 Actinoplanes 
neae; Micromono 


Actinoplanes regularis 
regularis Bacteria; 
sporaceae; Actinoplanes. 


555880 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


555880 Bacteria_16S 


DSM 803 16S ribos 


3335407 3335360 49 96 gi 
in DSM 43805 16S ribosomal RNA, partia 


e; Actinoplanes. 
3341448 3341401 49 
omal RNA, partial sequence 


96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


555880 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
555880 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


555880 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


555880 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


555880 Bacteria_16S 


strain DSM 7083 1 


3342975 3342928 49 96 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3344494 3344447 49 96 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3347548 3347501 49 96 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3349074 3349027 49 96 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
3356778 3356731 49 


96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


555880 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


555880 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


555880 Bacteria_16S 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 34012 


Actinobacteria; A 


555880 Bacteria_16S 


strain CIP 103259 
Actinobacteria; A 


555880 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


555880 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


555880 Bacteria_16S 


aurantia strain A’ 
aurantia Bacteria 


Pseudoalteromonas. 
555880 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


555880 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


555880 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


555880 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


3358341 3358294 49 96 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3399279 3399232 49 96 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3400814 3400767 49 96 gi 
ctinobacteridae; Actinomycetales; Micr 
3414548 3414501 49 96 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3417535 3417452 14 96 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 
3418945 3418894 45 96 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


3426466 34263711 96 gi 
TCC 33046 16S ribosomal RNA, partial s 
; Proteobacteria; Gammaproteobacteria; 


3462340 3462293 49 96 gi 
ctinobacteridae; Actinomycetales; Micr 
3465386 3465339 49 96 gi 


ctinobacteridae; Actinomycetales; Micr 
3466908 3466861 49 96 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3471476 3471429 49 96 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


555880 Bacteria_16S 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 


3553708 3553661 49 96 gi 


eria; Actinobacteria; Actinobacteridae; 


1 


v 


nce 
al 


al 


al 


al 


oc 
1 


e; 


s 


oc 


no 


perk 


qu 


v 


oc 


oc 


se 


Ac 


s 


ae; 


219846695 


s 


219846690 
3340376 3341852 Micro 
omonospori 


219846689 


e 
e 


219846688 


e 


219846686 
ce 


e 


219846685 


e 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 


fo} 


219846678 


s 


219846646 


e 


Actinomyc 


219846645 


fo} 


219846635 


m: 


219846633 


a 


’ 


219846632 


e 
R 


219846627 
eq 
Alteromon 


u 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


fe} 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


(eo) 


219846598 


q 
t 


219846595 


e 


Actinomyc 


219846541 


Actinomy 


ref |NR_026287.1 
3334351 333579 
cetales; Micromo 


equence 


ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


’ 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


33419 
s; Micr 
ref|NR_026280.1 

33434 
s; Micromonosporineae; 
ref |NR_026278.1 
76 3347951 Micro: 


omonosporineae Hi 


33464 
s; Micr 
ref|NR_026277.1 
02 3349477 Micro: 
omonosporineae; 


33480 
s; Micr 


ref |NR_026271.1 


; Dermabacterace 
ref |NR_026270.1 
equence 3357257 335877 
Actinomycetales; Microc 


ccineae 


NR_026238.1 
3398202 339968 
etales; Micrococ 


quence 


ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref |NR_026225.1 
nce 341641 
myce Actin 


ccineae 


34134 
ycineae 


1 seque 
Actino tales; 
ref|NR_026224.1 

3417892 341936 
rillales; Acetob 


nce 
hodospi 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ence 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


ccineae 


ccineae 


uence 
inomyce 


ref|NR_026187.1 
3470399 347186 
etales; Micrococ 


quence 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Micromonospora 


22 3344899 Micromonospora inositola 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Arthrobacter 
5 Arthrobacter 


cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 


Actinomyces israelii 

myces israelii Bacteria; 

ae; Actinomyces. 
Actinomyces 

6 3417841 Actinomyces 

omycineae; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


teromonadaceae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter pascens 


pascens Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


ref|NR_026133.1 
3552654 355413 


Gluconacetobacter 
4 Gluconacetobacter 


hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 


555880 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter. 
555880 Bacteria_16S 
capsulatus strain 
Proteob 
555880 Bacteria_16S 
thiosulfatophilus 
thiosulfatophilus 


Bacteria; 


Roseococcus. 


555880 Bacteria_16S 
strain LMG 7837 1 


Sinorhizobium. 


555880 Bacteria_16S 


strain USDA 1844 


Proteobacteria; 


Amaricoccus. 


555880 Bacteria_16S 
strain H152 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
555880 Bacteria_16S 
aeschlimannii str 
aeschlimannii Bac 
spott 
555880 Bacteria_16S 


Rickettsia; 


strain CNS 2-75 1 


dejongeii strain 


Bacteria; Verruco 
555880 Bacteria_16S 
auranticolor stra 
Bacteria; Actinob 


Actinoplanes. 


555880 Bacteria_16S 
philippinensis st 
philippinensis Ba 
Micromonosporacea 
555880 Bacteria_16S 
verrucosospora st 
verrucosospora Ba 
Thermomonosporace 
555880 Bacteria_16S 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


555880 Bacteria_16S 


strain FD 25934 1 


Actinomadura. 


555880 Bacteria_16S 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


555880 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


3555239 3555192 49 96 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1 


3577929 3577882 49 96 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3580860 3580813 49 96 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


ne 


1 


3604028 3603981 49 96 gi 


3646274 3646227 49 96 gi 
bi 
3647771 3647724 49 96 

S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3655450 3655403 49 96 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


gi 
Ss; 


se 
er 


3656929 3656882 49 96 
ibosomal RNA, partial sequence 


gi 


bi 
3679941 3679894 49 96 gi 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 

3684353 3684306 49 


qu 
er 
96 gi 
11 
3709999 3709952 49 96 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3713013 3712966 49 96 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


e 
ro. 


en 
al 


3714474 3714427 49 96 gi 
rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 

3725068 3725021 49 96 gi 
rain A-184 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 

3726530 3726483 49 96 gi 
ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Actinomadura. 
3727982 3727935 49 


eq 
ae 


se 
ae 


al 
e; 


96 gi 


Strept 
3729436 3729389 49 96 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 

3730894 3730847 49 96 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 


1: 
id 


se 
Ac 


555880 Bacteria_16S 


ri 


le 


ba 


bi 


219846540 
sequence 
Rhodo 


a; 


219846524 


e 
S; 


219846504 
6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


219846474 
16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
555880 Bacteria_16S 
strain Inkinen 16 
E 
555880 Bacteria_16S 
tamworthensis str 
tamworthensis Bac 


ia; 


219846467 
3655877 36573 
aceae; 
219846451 
ence 


ia; 


219846448 
6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
555880 Bacteria_16S 


ce 
es; 


219846427 
uence 
Actino: 


v 


219846418 
quence 
Acti 


v 


219846417 
seque 
Actin 


219846416 
6S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846415 
sequence 


ae; 


219846414 
quence 
tinomyce 


3732350 3732303 49 96 gi 


219846413 


aceae; 


aceae; 
219846473 
3646715 36481 
Helicob 
219846468 
quence 

Rhod 


aceae; 
219846430 


biales; 
219846428 


osporang 


35769 


Brady 
219846522 
sequence 
cteria; 


Rick 


ie} 


37089 


37119 
Micr 


no 


ne 


Acti 


s 


R 


omycet 


ref|NR_026132.1 


spir 


ref|NR_026116.1 
rhizobiaceae; 
ref|NR_026114.1 

3579840 358126 
Rhod 


ref|NR_026096.1 
32 Sinorhizobium 
inor 
ref|NR_026066.1 
hizobium/Agrobac 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Hel 
ref|NR_026060.1 

3654403 365582 
obacterales; Rh 
ref|NR_026059.1 
bium/Agrobac 
ref|NR_026042.1 
3678896 368032 
ettsiales; Ricke 


ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


ref|NR_026018.1 
3713443 371485 
mycetales; Micro 


ref|NR_026009.1 
3724040 372545 
mycetales; Strep 


ref|NR_026008.1 
e 3725501 372690 
ales; Strept 


ref|NR_026007.1 
59 Actinomadura 
ineae; Thermomon 
ref|NR_026006.1 

3728410 372981 
nomycetales; Str 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


ref 


3554185 355566 
illales; Ace 


05 3578325 Blasto 
Bl 


ospirillales 


hizobium/Ens 


Oo 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Blastobacter 

bacter capsulatus 

astobacter. 
Roseococcus 

5 Roseococcus 

Acetobacteraceae; 


v 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Helicobacter salomonis 


salomonis Bacteria; 
i 


cobacter. 
Amaricoccus 

6 Amaricoccus 

dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 
Rhizo 


terium group; Rhizobium. 
Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Ochrobactrum anthropi 


anthropi Bacteria; 


Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Actinoplanes 

planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 


osporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


NR_026004.1 


strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


555880 Bacteria_ 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


555880 Bacteria_ 
strain IFO 14745 


555880 Bacteria_ 


strain 172 16S ri 


16S 3733811 3733764 49 96 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

16S 3748433 3748386 49 


, 


96 gi 


219846412 
eq 


uence 


219846402 
16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomy 


ref|NR_026003.1 
3732782 37341 
cetales; Strept 


ref |NR_025993.1 


Streptosporangineae; Streptosp 
16S 3762192 3762127 31 96 gi|219846391|ref|NR_025982.1 
bosomal RNA, partial sequence 3761076 37625 


9 
° 


Actinomadura 
0 Actinomadura 
sporangineae; 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

555880 Bacteria_16S 3768089 3767994 1 96 gi| 219846386 |ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

555880 Bacteria_16S 3781661 3781614 49 96 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

555880 Bacteria_16S 3818033 3817986 49 96 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 

555880 Bacteria_16S 3827200 3827153 49 96 gi|219846345|ref|NR_025935.1| Helicobacter felis 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

555880 Bacteria_16S 3833225 3833176 47 96 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

555880 Bacteria_16S 3846805 3846758 49 96 gi|219846331|ref|NR_025921.1| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

555880 Bacteria_16S 3848295 3848248 49 96 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 

555880 Bacteria_16S 3849785 3849738 49 96 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

555880 Bacteria_16S 3869513 3869466 49 96 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
555880 Bacteria_16S 3871024 3870977 49 96 gi|219846315|ref|NR_025905.1]| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

555880 Bacteria_16S 3898925 3898878 49 96 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

555880 Bacteria_16S 3903372 3903325 49 96 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 


strain IFO 15965 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiacea 
555880 Bacteria_16S 3914042 3913947 1 96 gi|219846285|ref|NR_025875.1 
strain Gl 16S ribosomal RNA, partial sequence 3912908 39143 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenor 
555880 Bacteria_16S 3918323 3918276 49 96 gi|219846282|ref|NR_025872.1 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 391873 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micromonosporaceae; Spirilliplanes. 

555880 Bacteria_16S 3941116 3941069 49 96 gi|219846265|ref|NR_025855.1 


strain BN 126 16S 
Proteobacteria; A 


555880 Bacteria_16S 


strain OP 16S rib 
Proteobacteria; A 


555880 Bacteria_16S 


strain KLB 16S ri 
Proteobacteria; A 


ribosomal RNA, partial sequence 


555880 Bacteria_16S 


strain 101 16S ri 


16S ribosomal RNA, partial sequence 3902319 39037 


3940082 39414 


bosomal RNA, partial sequence 


lphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

3942559 3942512 49 96 gi|219846264|ref|NR_025854.1 
osomal RNA, partial sequence 3941522 39429 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 

3948405 3948358 49 96 gi|219846260|ref|NR_025850.1 
bosomal RNA, partial sequence 3947368 39487 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 

3949863 3949816 49 96 gi|219846259|ref|NR_025849.1 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Acidiphilium rubrum 


34 Acidiphilium rubrum Bacteria; 


lium. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 


Acidocella aminolytica 


3948831 3950236 Acidocella aminolytica Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 


555880 Bacteria_16S 
strain DSK1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Mor 
555880 Bacteria_16S 


strain 2761 16S 
Proteobacteria; 


strain NZP 2213 1 
salexigens strain 
Bacteria; Proteob 


strain IAM 13153 


strain gal 1261 1 


strain R22 16S ri 


Proteobacteria; G 


strain 20-5 16S r 


strain JC1078 16S 


strain SRL4225 16 


Proteobacteria; D 


strain SGT-108 16 
Proteobacteria; G 


strain A828 16S r 
succinatimandens 


succinatimandens 
Petrobacter. 


555880 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


B 


3953001 3952906 1 


3964925 3964874 45 


3967893 3967846 49 


6S ribosomal RNA, 


3970844 3970797 49 


3976638 3976591 49 


16S ribosomal RNA, 


3980789 3980742 49 


4010746 4010651 1 


4024293 4024246 49 


4054520 4054473 49 


4065193 4065098 1 


4068158 4068064 1 


4108888 4108841 49 


4122633 4122582 45 
Bacteria; Proteobacteria; 


4197733 4197686 49 


96 


96 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 
555880 Bacteria_16S 96 
complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
555880 Bacteria_16S 96 
WS 68 16S ribosomal RNA, partial sequence 39698 
acteria; Alphaproteobacteria; Rhodobac 
555880 Bacteria_16S 96 
complete sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
555880 Bacteria_16S 96 
6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
555880 Bacteria_16S 96 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
555880 Bacteria_16S 96 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 96 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
555880 Bacteria_16S 96 

S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 
555880 Bacteria_16S 96 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
555880 Bacteria_16S 96 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellace 
555880 Bacteria_16S 


strain 4BON 16S ribosomal RNA, partial 


gi| 219846257 
3951843 39533 
itellace 
gi|219846249 
3963836 39652 
yclaceae 
gi|219846247 
obacteriac 
gi| 219846245 
terales; R 
219846241 
39756 
llaceae; M 
219846238 


gi 


gi 


aceae; R 
gi|219846216 
4009610 40110 
Idiomarinac 
gi|219846207 
4023267 40246 
Micrococcineae 
gi|219846184 
4053509 40549 
Micrococcineae 
gi|219846176 
4064043 40655 
Desulfov 
gi|219846174 
4067035 40685 
iellaceae; 
219846146 
092 


gi 
4107869 41 


ref|NR_025847.1| Moritella japonica 
48 Moritella japonica Bacteria; 

ae; Moritella. 

ref|NR_025839.1| Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 
; Rhodocyclus. 
ref|NR_025837.1 
15 Mesorhizobium loti Bacteria; 

eae; Mesorhizobium. 

ref|NR_025835.1| Rhodothalassium 

17 3971134 Rhodothalassium salexigens 
hodobacteraceae; Rhodothalassium. 
ref|NR_025831.1] Mycoplana bullata 
07 3977021 Mycoplana bullata Bacteria; 
ycoplana. 
ref|NR_025828.1| Rhizobium galegae 

09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025806.1| Idiomarina ramblicola 
68 Idiomarina ramblicola Bacteria; 

eae; Idiomarina. 
ref|NR_025797.1| Agromyces salentinus 
47 Agromyces salentinus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_025774.1| Serinicoccus marinus 
29 Serinicoccus marinus Bacteria; 

; Intrasporangiaceae; Serinicoccus. 
ref|NR_025766.1| Desulfovibrio bastinii 
18 Desulfovibrio bastinii Bacteria; 
ibrionaceae; Desulfovibrio. 
ref|NR_025764.1| Aquicella siphonis 


Mesorhizobium loti 


16 Aquicella siphonis Bacteria; 
Aquicella. 
ref|NR_025736.1| Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


ae; Bartonella. 
96 gi|219846135|ref|NR_025725.1| Petrobacter 
sequence 4121524 4123052 Petrobacter 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
96 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 


osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 


4196627 41980 


08 Anoxybacillus gonensis Bacteria; 


555880 Bacteria_16S 4211217 4211170 49 96 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

555880 Bacteria_16S 4212765 4212718 49 96 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

555880 Bacteria_16S 4218864 4218817 49 96 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

555880 Bacteria_16S 4235581 4235487 1 96 gi|219846045|ref|NR_025635.1| Klebsiella variicola 


strain F2R9 16S r 
Proteobacteria; 


strain C3H-21 16S 
strain SE-32A-C8 
Proteobacteria; 


strain SS 1019 16 
Firmicutes; 


555880 Bacteria_16S 


phaeovibrioides s 
phaeovibrioides B 
Chlorobium. 


4244539 4244492 49 


4179 4117 34 


555880 Bacteria_16S 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
555880 Bacteria_16S 


96 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
555880 Bacteria_16S 


96 


16S ribosomal RNA, partial sequence 3080 
Gammaproteobacteria; Legionellales; Leg 
555880 Bacteria_16S 


4234473 42358 


gi|219722939 
4243475 42448 


265679061 
4533 


gi 


Enterobacteriaceae; 


ionellaceae; 


84 Klebsiella variicola Bacteria; 
Klebsiella. 


ref|NR_024571.1| Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


; Dermabacteraceae; Brachybacterium. 

ref |NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 

Legionella. 


31460 31414 50 96 gi|265679043|ref|NR_029351.1| Facklamia sourekii 

S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 

Lactobacillales; Aerococcaceae; Facklamia. 

75323 75277 50 96 gi|265679014|ref|NR_029322.1| Chlorobium 

train 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 

acteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
76699 76653 50 96 gi|265679013|ref|NR_029321.1| Chlorobaculum 

thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 


thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 


555880 Bacteria_ 


strain SL-4 16S r 
Bacil 


Firmicutes; 
555880 Bacteria_ 


wiegelii strain R 
Firmicu 


Bacteria; 
555880 Bacteria_ 


arabaticum strain 
arabaticum Bacter 


555880 Bacteria_ 
strain BAL-1 16S 


Chrysiogenetes; C 


555880 Bacteria_ 


propionicum strai 
Firmicu 
555880 Bacteria_16S 
1787 16S ribosoma 
Clost 
555880 Bacteria_16S 
aminovalericum st 
aminovalericum Ba 
555880 Bacteria_16S 


Bacteria; 


Firmicutes; 


strain IP 2227 16 
Firmicutes; 


Firmicutes; 


strain 01008 16S 
Tenericutes; Moll 


555880 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


555880 Bacteria_16S 
vibrioformis strain 6030 16S ribosomal RNA, partial seq 
vibrioformis Bacteria; 
555880 Bacteria_16S 

strain H168 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 


555880 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 


Moorella group; M 
555880 Bacteria_16S 


strain PL7HG1 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
555880 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; Clost 


555880 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


555880 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


555880 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


555880 Bacteria_16S 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, 


Clost 
555880 Bacteria_16S 
modestum strain G 
modestum Bacteria 
555880 Bacteria_16S 
strain LC 1 16S r 
Clost 
555880 Bacteria_16S 
F186 16S ribosoma 
Alphaproteobacter 
555880 Bacteria_16S 
polysaccharolytic 

Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacte 
555880 Bacteria_16S 


16S 100963 100917 50 96 
ibosomal RNA, complete sequence 
lales; Bacillaceae; Halobacillus. 
16S 105571 105525 50 96 gi 
t8.Bl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
16S 107091 107045 50 96 gi 


gi 


ia; Firmicutes; Clostridia; Halanaerob 
16S 131477 131431 50 96 gi 
ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
16S 152713 152667 50 96 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
184755 184709 50 96 gi 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
189426 189380 50 96 gi 
rain DSM 1283 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
212542 212496 50 96 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

232242 232196 50 96 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
244822 244776 50 96 gi 
ibosomal RNA, partial sequence 
ridia; 
255302 255256 50 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
270254 270208 50 96 gi 
um strain KMTHCJT 16S ribosomal RNA, p 


ra 


’ 


Clostridiales; Veillonellaceae; 
96 gi 


rales; Thermoanaerobacterales Family I 
286928 286882 50 96 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
291541 291495 50 96 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
294598 294552 50 96 


gi 


Chlorobiale 
96 gi 
complete sequence 
Halanaerobiales; Halanaerobiace 
332768 332722 50 96 gi 
a strain JW 701/3 16S ribosomal RNA, c 


Chlorobi; Chlorobia; 
323408 323362 50 


a Bacteria; Firmicutes; Clostridia; Th 
oorella. 
383861 383815 50 96 gi 


ribosomal RNA, partial sequence 


388510 388464 50 96 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
394665 394619 50 96 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
438020 437958 34 96 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 
483780 483734 50 96 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; 


gi 


Synergistia; S 


99832 


Z-7288 16S ribosomal RNA, partial seq 


130392 13190 


183663 185179 Clost 


211461 21296 


243690 24511 


254252 255652 Afipi 


265678996 
10139 


265678993 
nce 10448 
s; Thermoa 
265678991 
uence 

iales; Hal 
265678975 


ogenes. 
265678961 
ce 15161 
idiaceae; 

265678940 


Clostridiu 
265678937 
al sequenc 
idiales; C 
265678921 


Clostridiu 
265678908 

sequence 

acteriacea 
265678899 


519097 519035 34 96 gi 


ref|NR_029304.1| Halobacillus litoralis 
0 Halobacillus litoralis Bacteria; 
ref|NR_029301.1| Thermoanaerobacter 
6 105949 Thermoanaerobacter wiegelii 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_029299.1| Acetohalobium 

106000 107471 Acetohalobium 
obacteroidaceae; Acetohalobium. 
ref|NR_029283.1| Chrysiogenes arsenatis 


2 Chrysiogenes arsenatis Bacteria; 


ref |NR_029269.1| Clostridium 

7 153137 Clostridium propionicum 

Clostridium. 

ref |NR_029248.1| Clostridium nexile DSM 

ridium nexile DSM 1787 Bacteria; 

m. 

ref|NR_029245.1| Clostridium 

e 188349 189802 Clostridium 

lostridiaceae; Clostridium. 

ref|NR_029229.1| Clostridium baratii 

8 Clostridium baratii Bacteria; 

m. 

ref|NR_029216.1| Propionigenium 
231154 232668 Propionigenium 

e; Propionigenium. 

ref|NR_029207.1| Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


complete 


Megasphaera. 
265678892|ref|NR_029200.1| Afipia broomeae strain 
a broomeae Bacteria; Proteobacteria; 
ipia. 
265678880|ref|NR_029186.1| Thermoanaerobacterium 
artial sequence 269183 270620 
II. Incertae Sedis; Thermoanaerobacterium. 
265678869 |ref|NR_029175.1| Mycoplasma testudinis 
285875 287290 Mycoplasma testudinis Bacteria; 
265678866 |ref|NR_029172.1| Aquifex pyrophilus 
290399 291962 Aquifex pyrophilus Bacteria; 
265678864|ref|NR_029170.1| Prosthecochloris 
uence 293547 295005 Prosthecochloris 
s; Chlorobiaceae; Prosthecochloris. 
265678845 |ref|NR_029150.1| Halothermothrix orenii 
322285 323818 Halothermothrix orenii Bacteria; 
ae; Halothermothrix. 
265678839 |ref|NR_029144.1] Moorella 
omplete sequence 331642 333194 Moorella 
ermoanaerobacterales; Thermoanaerobacteraceae; 
265678799|ref|NR_029104.1| Bradyrhizobium betae 
382807 384289 Bradyrhizobium betae Bacteria; 
rhizobiaceae; Bradyrhizobium. 
265678796|ref|NR_029101.1| Veillonella ratti 
387448 388843 Veillonella ratti Bacteria; 
Veillonella. 
265678792|ref|NR_029097.1| Oribacterium sinus 
393626 394999 Oribacterium sinus Bacteria; 
Oribacterium. 
265678763 |ref|NR_029068.1| Amycolatopsis 
rtial sequence 436922 438427 Amycolatopsis 
e; Actinomycetales; Pseudonocardineae; 
265678729 |ref|NR_029034.1| Dethiosulfovibrio 
sequence 482698 484170 Dethiosulfovibrio 
ynergistales; Synergistaceae; Dethiosulfovibrio. 
265678706|ref|NR_029011.1| Photorhabdus 


sequence 517982 519496 Photorhabdus 


luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Enterobacteriacea 


e; Photorhabdus. 


555880 Bacteria_16S 
strain CR 16S rib 
Proteobacteria; E 
555880 Bacteria_16S 
strain CIP 105566 16S 
Proteobacteria; G 
555880 Bacteria_16S 
strain ID131577 1 
Actinobacteria; R 
555880 Bacteria_16S 
strain LF13 16S r 
Caldithrix. 
555880 Bacteria_16S 
hydrogeniphilus s 
hydrogeniphilus B 
555880 Bacteria_16S 
strain GraTa 2 16 
Fusobacteria; Fus 
555880 Bacteria_16S 
strain M11 16S ri 
Proteobacteria; G 
555880 Bacteria_16S 
strain Z 4493 16S 
Firmicutes; Clost 
555880 Bacteria_16S 
strain VPB 4027 1 
Fusobacteria; Fus 
555880 Bacteria_16S 
strain L1-92 16S 
Firmicutes; Clost 
555880 Bacteria_16S 
strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 
555880 Bacteria_16S 
strain DSM 30039 
Proteobacteria; G 
555880 Bacteria_16S 
warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 
555880 Bacteria_16S 
strain XINach 16S 
Proteobacteria; G 
555880 Bacteria_16S 
luminescens subsp 


ria; 


ammaproteobacteria; 


ubrobacteridae; 


obacteriales; 


obacteriales; 


n NSW 326 


537388 537342 50 


osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 


546566 546504 
ribosomal RNA, 


34 
567965 567919 50 


582971 582925 50 


ibosomal RNA, partial sequence 


620823 620777 50 


train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 


626858 626812 50 


S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


628462 628400 34 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


632939 632893 50 


ribosomal RNA, partial sequence 
ridia; 


Clostridiales; 
634475 634429 50 


658730 658684 50 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


663236 663174 34 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


690569 690507 34 


692121 692059 34 
Proteobacteria; 


722203 722141 34 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


725372 725310 34 


akhurstii strain FRGO4 16S ribosomal 


Photorhabdus luminescens subsp. 


Enterobacteriales; 
555880 Bacteria_16S 
6611 16S ribosoma 
Gammaproteobacteria; 
555880 Bacteria_16S 
strain 3-p 16S ri 


555880 Bacteria_16S 
montpellierensis 
montpellierensis 
555880 Bacteria_16S 
subterraneus stra 
subterraneus Bact 
Thermaerobacter. 
555880 Bacteria_16S 
strain AIP313.00 
Firmicutes; Clost 
555880 Bacteria_16S 
zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 
555880 Bacteria_16S 


eria; 


strain 12993 16S ribosomal RNA, partial sequence 


Enterobacteriaceae; 


Bacteria; 


ridia; 


732987 732925 34 


1 RNA, partial sequence 
Chromatiales; 


743591 743545 50 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


767041 766995 50 


strain ADV 281.99 16S ribosomal RNA, p 
Clostridia; 


Firmicutes; 
802410 802364 50 


in C21 16S ribosomal RNA, 


Firmicutes; 


805431 805385 50 


816160 816114 50 


n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


819142 819080 34 


partial sequence 
Enterobacteriales; 


16S ribosomal RNA, partial 
Gammaproteobacter 


Photorhabdus. 


Clostridia; 


96 gi 


96 gi 


96 gi 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


Cc 


96 gi 


96 gi 


96 gi 


Ilyoba 


96 gi 


96 gi 


96 gi 


6S ribosomal RNA, partial sequence 633402 63487 
Fusobacteriaceae; 


Fusoba 


96 gi 


96 gi 


96 gi 


16S ribosomal RNA, partial sequence 689459 69096 
ammaproteobacteria; Enterobacteriales; 


96 gi 


96 gi 


96 gi 


536318 53780 


581868 58337 


625776 62729 


627341 62884 


631874 63335 


Eubacteriaceae; 


657665 65912 


662137 66364 


721087 72261 


265678694 


tiliaceae; 
265678688 
54547 
Enterobac 
265678674 


onexibacte 
265678664 


265678638 
1 sequence 
bacteria; 
265678634 


cter. 
265678633 


Enterobac 
265678629 


Acetobacte 
265678628 


cterium. 
265678610 


Anaerosti 
265678607 


Enterobac 
265678589 
Enterobac 
265678588 
sequence 

ia; Entero 


265678567 


Enterobac 
265678565 
RNA, part 


ref |NR_028999.1 
Caminibacter. 

ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref |NR_028979.1 


race 
ref 


ae; Conexiba 
NR_028969.1 


ref |NR_028939.1 


ref |NR_028938.1 


teri 
ref 


aceae; Morga 
NR_028934.1 


rium. 
ref |NR_028933.1 
3 Fusobacterium 
ref |NR_028915.1 
pes. 
ref |NR_028912.1 


teriaceae; Enter 


ref |NR_028894.1 
teriaceae; Citro 
ref |NR_028893.1 

691014 692520 
bacteriales; Ent 


ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref|NR_028869.1 
ial sequence 


Caminibacter profundus 


2 Caminibacter profundus Bacteria; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Conexibacter woesei 


3 Conexibacter woesei Bacteria; 


cter. 
Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


ref |NR_028943.1| Caminibacter 
619766 621178 Caminibacter 
Nautiliales; Nautiliaceae; Caminibacter. 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Anaerostipes caccae 


0 Anaerostipes caccae Bacteria; 


Enterobacter cloacae 


7 Enterobacter cloacae Bacteria; 


obacter; Enterobacter 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


96 gi 
Thioc 


96 gi 


96 gi 
Clos 

96 gi 
complete seq 
Clostrid 


96 gi 


16S ribosomal RNA, partial sequence 804384 80579 
Clostridiales; Veillonellaceae; 


731878 733268 Thioc 
Chromatiaceae; 


742578 74395 


265678560 


apsa. 
265678551 


Rhodospiri 
265678535 
artial seq 
tridiales; 
265678511 
uence 
iales; Clo 
265678509 


Anaeroglo 


96 gi 


96 


265678502 
ence 81510 
ales; Pseu 


265678500 


gi 


ref 
apsa 


NR_028864.1 
rosea Bacte 


ref |NR_028855.1 


llac 
ref 
uenc 


eae; Rhodoci 
NR_028839.1 
e 765978 
Veillonellaceae 
ref|NR_028814.1 

801287 802838 
stridiales Famil 


ref |NR_028812.1 
1 Anaeroglobus 
bus. 
ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 


ref 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 

Veillonella 

767386 Veillonella 
Veillonella. 
Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


v 


Anaeroglobus geminatus 


geminatus Bacteria; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


NR_028803.1 


Kluyvera cryocrescens 


818049 819507 Kluyvera cryocrescens Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


555880 Bacteria_16S 
strain 256 16S ri 
G 
555880 Bacteria_16S 


Proteobacteria; 
strain CFBP 5236 
Proteobacteria; 
Firmicutes; 


strain OS Hl 16S 
Firmicutes; 


Bradyrhizobium. 


555880 Bacteria_16S 
marinus subsp. pa 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


555880 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


555880 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


555880 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


555880 Bacteria_16S 


geysericola strai 
geysericola Bacte 


555880 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


555880 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


555880 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


555880 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


555880 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


555880 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


555880 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


555880 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


555880 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


555880 Bacteria_16S 


strain 21F-2 16S 


G 
555880 Bacteria_16S 
strain 19 16S rib 
Clost 
555880 Bacteria_16S 


Clost 
555880 Bacteria_16S 
trevisanii strain 
trevisanii Bacter 
555880 Bacteria_16S 
yuanmingense stra 
yuanmingense Bact 


820647 820585 34 96 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
845126 845064 34 96 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
846652 846606 50 96 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
850963 850917 50 96 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
869404 869358 50 96 gi 

"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
870871 870825 50 96 gi 
in BO71 16S 
eria; Proteobacteria; Alphaproteobacte 
879651 
storis stra 


879605 50 96 gi 


Prochlorococcus. 

884281 884235 50 96 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


e; 


888863 888802 34 96 gi 
-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
921220 921174 50 96 gi 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Coriobacte 
Slackia. 

939728 939682 50 96 
ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
978199 978153 50 96 gi 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 
987460 987398 34 96 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
989040 988978 34 96 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
990620 990558 34 96 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
992191 992129 34 96 gi 


, 


gi 


ammaproteobacteria; Enterobacteriales; 
1004430 1004368 34 96 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1022655 1022609 50 96 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1024226 1024180 50 96 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1057656 1057610 50 96 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1075681 1075635 50 96 gi 
ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
dococcus. 


Heliobacteriacea 


ribosomal RNA, partial seq 


in PCC 9511 16S ribosomal R 

Prochlorococcus marinus subsp. pastoris Bacteria 
Prochlorococcacea 
555880 Bacteria_16S 


265678499 


819558 82101 
Enterobac 


265678483 


16S ribosomal RNA, partial sequence 844000 84550 
Enterobac 


265678482 


845553 84708 
Clostridiu 


265678479 


849874 85135 
Heliore 


e; 
265678466 


265678465 
uence 
ria; 


265678459 


v 


265678455 
equence 
eria; 


265678452 
nce 88778 
ales; 


265678431 
al sequenc 


ridae; 


265678419 


938639 94015 
Heliore 
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CCGCTAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAAC 
GCCGGACATCTCACCAGCATCGACTGTAATAATGACGACCAGGTTGATGACCTTGTCCGAGTTTCAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAG 
GCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACCCTTACTTGCCAGCAGCACTGCGAAGTGGCTGGGGACAGTAGGGGGACCGCCGTGGCTAACACGGAGG 
AAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGAGACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCT 
CAGAAACTCGATCGTAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCTGCTC 
CTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGTTCCACGAACGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGC 
CGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTAAGCCATGCAAGTCGAACGA 
ATCCTTCGGGGTTCGTGGCATACGGCTCAGTAACACGTGGATAACCTACCCTTAGGACTGGGATAACCCCGGGAAACTGGGGATAATACCGGATATGTAGGGTTG 
CCTGGAATGGTACCCTATTGAAATGTTCCGACGCCTAAGGATGGATCTGCGGCAGATTAGGTAGTTGGCGGGGTAAATGCCCACCAAGCCAGTAATCTGTACGGG 
TTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGAAAGTGCGACGGGGGAA 
ACCCAAGTGCCACTCTTAACGGGGTGGCTTTTCTTAAGTGTAAAAAGCTTTTGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCT 
CAAGTGGTGGCCATTTTTATTGGGCCTAAAGCGTTCGTAGCCGGTTTGATAAGTCTCTGGTGAAATCCTATGGCTTAACTGTGGGAATTGCTGGAGATACTATTA 
GACTTGAGGTCGGGAGAGGTTAGCGGTACTCCCAGGGTAGGGGTGAAATCCTGTAATCCTGGGAGGACCACCTGTGGCGAAGGCGGCTAACTGGAACGAACCTGA 
CGGTGAGGGACGAAAGCCAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGAATGGCTTCGAGCTGCTCCAGT 
GCCGAAGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTGCGGTTTA 
ATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAGTATGATAGCCAGGTTGATGACCTTGCTTTGACAAGCTGAGAGGAGGTGCATGGCCGCCGTCAGC 
TCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGATCCCTTTTGGGATGCCGGGCACACTAAGGGGACCGCCAG 
TGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCAACACGCGGGCTACAATGGCTTGGACAATGGGTTCCGACACCGAAA 
GGTGGAGGTAATCCCCTAAACCAAGTCTTAGTTCGGATCGAGGGCTGTAACTCGCCCTCGTGAAGCTGGAATGCGTAGTAATCGCGTGTCATAATCGCGCGGTGA 
ATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAAAGGGTTTGGATGAGGACTGTAGTCTTTTTGGTTATGGTCGAATCTGGGTTCTTTGAGGA 
GGGCGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCT 
ATTGGGATTCGATTTAGCCATGCTAGTCGCACGAGTTCAGACTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCACAATACCCTCGGGAA 
ACTGAGGCTAATAGTGCATACCACAGTCCACCTGGAATGAGGACTGTGCCAAACGCTCCGGCGCCGAAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTA 
ACGGCCCACCGTGCCAATAATCGGTACGGGTCATGAGAGTGAGAACCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACC 
TTTACACTGCACGCCAGTGCGATAAGGGAATCCCAAGTGCGTAGGCATAGAGCCTACGCTTTTGTCCACCGTAGGGAGGTGGACGAATAAGGGCTGGGCAAGACC 
GGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGATGGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCACAAGTCCATCGGAAAATCCACCCGC 
TCAACGGGTGGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGA 
TGGCGAAAGCACGTCGCGAGGACGGATCCGACAGTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGTT 
AGGTGTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAACAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGG 
GAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACTGTAATAATGACGATCAGGTTGATGACCTTATCCGAGT 
TTCAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCATCCTTACTTGCCAGCAGCACTGCGAA 
GTGGCTGGGGACAGTAGGGAGACCGCCGTGGCCAACACGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAAT 
GGTCGAGGCAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGATTCGGT 
AGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGCGTCACACGCGTC 
GAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATTCGATTTAGCCATGCTAGTCGCACGAGTTCAGGCTCGTGGCGAATAG 
CTCAGTAACACGTGGCCAAACTACCCTTCGGAGCTCCATACCCTCGGGAAACTGAGGCTAATAGTGCATACCACAATCCAGCTGGAATGAGGATTGTGCCAAACG 
CTCCGGCGCCGAAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTCATGAGAGTGAGAACCCGGAGACG 
GAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAGGGGGATCCCAAGTGCACAGGCATAGCGCCT 
GTGCTTTTCGGTACCCTAAGGCGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGATGGCCGATCTTATTGGG 
CCTAAAGCGTCCGTAGCTGGCCGCACAAGTCCATCGGAAAATCCACCCGCTCAACGGGTGGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGGCGCGACG 
GGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGGACGGATCCGACAGTGAGGGACGAAAGCCAGGGTC 
TCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGCCTGCTAGGTGTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGG 
CCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTC 
ACCAGCATCGACTGTAATAATGACGATCAGGTTGATGACCTTATCCGAGTTTCAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAA 
GTCAGGCAACGAGCGAGACCCGCATCCTTACTTGCCAGCAGCACTGCGAAGTGGCTGGGGACAGTAGGGAGACCGCCGTGGCCAACACGGAGGAAGGAACGGGCA 
ACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGAGACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGAT 
CGTAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCATAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACC 
GCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCACGTTCCACGTGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATC 
TGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCGGTTGATCCTGCCAGAGGTCACTGCTATCGGGG 
TTCGATTAAGCCATGCGAGTTGAGAGGGTTTAGACCCTCAGCGGACTGCTCAGTAACACGTGGATAACCTGCCCTAAGGTGGAGAATAACCCCGGGAAACTGGGG 
ATAATACTCCATAGACTAGAGATACTGGAATGTTCTTTAGTCGAAAGCTCCGGCGCCTTAGGATGGATCTGCGGTCGATTAGGTTGTTGTTGGGGTAACGGCCCA 
ACAAGCCTGTAATCGATACGGGTTGTGGGAGCAAGAGCCCGGAGATGGAATCTGAGACACGATTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAAT 
GCAGGAAACTGTGATAAGGGAACCCCGAGTGCCCGTATACGCGGGCTGTCCAGGTGTTTAAAACGCATCTGAAGAAAGGGCCGGGCAAGACCGGTGCCAGCCGCC 
GCGGTAATACCGGCGGCTCGAGTGGTGGCCACTATTATTGGGCTTAAAGCGTCCGTAGCTGGACCGATAAGTCTCTTGGGAAATCCGCCGGCTTAACCGGCGGGC 
GTCCAGGAGATACTGTTGGTCTAGGGACCGGGAGAGGTGAGAGGTACTCCGGGGGTAGGAGTGAAATCCTGTAATCCCCGGGGGACCACCGATGGCGAAGGCATC 
TCACCAGAACGGCTCCGACAGTGAGGGACGAAAGCTGGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACTATGCGCGTTAGGTGTACCGGTG 
ACCACGAGTCACTGGGGTGCCGAAGGGAAACCGTGAAACGTGCCGCCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACG 
GGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGAAATCTCACCGGATAAGACAGCGGAATGATAACCGGGCTGAAGACTCTGTTTGACCAGCTGAGAGGAGGT 
GCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCTAGCTTGTTCTCCGGAATGAAGAGGACAC 
TGTTGGGACCGCCTCTGCTAAAGAGGAGGAAGGAATGGGCAACGGTAGGTCAGCATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGGCAGGACAATGG 
GTATCGACACCGAAAGGTGAAGGCAATCTCTTAAACCTGTCCTAAGTTCGGATTGTGGGCTGTAACTCGCCCACATGAAGCTGGAATCCGTAGTAATCGCGTTTC 
AACATAGCGCGGTGAATGCGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCATCCGAGTGAGGTCTGGATGAGCCTGTGGTTTTTGCCGCAGTCGAATCTAGG 
TTTCGCAAGGAGGGTTAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGG 
AGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTTGTACGAGTTCAGACTCGTAGCGAACAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCACCAT 
ACCCTCGGGAAACTGAGGCTAATAGTGCATTCCACACTCAGCCTGGAATGGCGAGTGTGACAAACGCTCCGGCGCCGAAGGATGTGGCTGCGGCCGATTAGGTAG 
ACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTGGTGAGAGCCAGAACCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCACAG 
GCGCGAAACCTTTACACTGCACGCCACTGCGATAAGGGGATCCCAAGTGCGTAGGCATAGAGCCTACGCTTTTGTACACCGTAGGGAGGTGTACGAATAAGGGCT 
GGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATGGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCACAAGTCCATCGGGAA 
ATTCACCCGCTCAACGGGTGGACGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGAC 
GGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGGGACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAAC 
GATGCCTGTTAGGTGTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAACAGGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGA 
ATTGGCGGGGGAGCACTACAACCGGAGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACTGTAGTCATGACGGTCAGGTTGATGACCT 
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96 gi 


ridiales; 
1272099 1272053 50 


Clostridiaceae; 


1 RNA partial sequence 
ia; Desulfobacterales; 
1302030 1301984 50 


Desulfobacterac 
96 gi 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1314182 1314136 50 96 gi 
ockii strain HTD4 16S ribosomal RNA, 
rales; Thermoanaerobacteraceae; Thermo 
1323499 1323453 50 96 gi 
p- dysgalactiae strain ATCC 43078 16S 


1271016 1272493 Desul 


219846539|ref|NR_026131.1| Clostridium grantii Al 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 

219846399|ref|NR_025990.1| Desulfonema magnum DSM 
fonema magnum Bacteria; Proteobacteria; 

eae; Desulfonema. 

219846639|ref|NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 

s; Thermoanaerobacterales Family III. Incertae 

228718892|ref|NR_027577.1| Thermoanaerobacter 

partial sequence 1313094 1314606 

Firmicutes; Clostridia; 

anaerobacter. 

228715345 |ref|NR_027517.1| Streptococcus 

ribosomal RNA, partial sequence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


555880 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


555880 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


555880 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


555880 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


555880 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


555880 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


555880 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


555880 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


555880 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


555880 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


555880 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


555880 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


555880 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


555880 Bacteria_16S 


brockii subsp. la 


Thermoanerobacter brockii subsp. 


Thermoanaerobacte 


555880 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


555880 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; G 


Streptococcus. 
1329551 1329505 50 96 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1341793 1341747 50 96 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1358537 1358491 50 96 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1364480 1364434 50 96 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1365910 1365864 50 96 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1382685 1382623 34 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1384193 1384147 50 96 gi 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
1390220 1390174 50 96 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; Deltaprot 


1406601 1406555 50 96 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1411111 1411065 50 96 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1443434 1443372 34 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
1482764 1482718 50 96 gi 
vincentii ATCC 49256 16S ribosomal RNA 
vincentii ATCC 49256 Bacteria; Fusobac 


1497836 1497790 50 96 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
1506679 1506633 50 96 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; Thermo 
1511376 1511330 50 96 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 


rales; 


1381574 


1383100 


219846090 
13284 
nellaceae; 
228721140 
nce 13406 
Peptococca 
228720055 
tial seque 
acteriales 
228719063 
13634 
Ruminococc 
228719040 
ence 13648 
les; Brady 
228717104 
13830 
diomarinac 
228716944 
13845 
spiraceae; 
228716586 
sequence 


219857143 
quence 
eria; Rhod 
224581432 
sequence 
Streptoco 
224581426 
14423 
llales; Pa 
219878151 
partial 
ria; Fus 


’ 


te 


219846665 
16S riboso 
charolytic 


219846365 
somal RNA, 
Bacteria; 
anaerobact 
219846273 
e sequence 
occaceae; 

219857261 


1546254 1546192 34 96 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


eobacteria; 


mal 


Abio 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027588.1 
nce 135754 
; Fusobacteriace 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027560.1 


Dialister invisus DSM 
ter invisus DSM 15470 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 

Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Nitrobacter 
acter hamburgensis X14 
trobacter. 

Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Idiomarina. 
NR_027557.1 


eae; 
ref 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Roseburia. 
ref|NR_027553.1 

1389197 139049 
; Bdellovibriona 
ref|NR_024771.1 

1405568 140698 
ospirillales; Ac 


ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref|NR_025290.1 
sequence 148170 
obacteriales; Fu 


ref |NR_026257.1 
RNA, complet 
Bacteria; Fir 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref|NR_025863.1 
1510256 151166 
trophia. 
ref 


NR_024892.1 


Idiomarina. 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Streptococcus 
6 Streptococcus 
coccus. 

Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 

Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Idiomarina zobellii 


1545151 1546614 Idiomarina zobellii Bacteria; 
Idiomarinaceae; 


555880 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


555880 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


555880 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


555880 Bacteria_16S 


papyrosolvens DSM 
2782 Bacteria; Fi 


555880 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


555880 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


1567024 1566978 50 96 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1568559 1568513 50 96 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 
1573065 1573019 50 96 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1577640 1577594 50 96 gi 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 
1667673 1667611 34 96 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1685856 1685794 34 96 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


Leptotri 


gi 


ri 


le 


en 
lo 


E 


c 


Cc 


s 


Cc 


s 


n 


219846058 
1565947 15674 


hia. 


219846057 
1567482 15689 


hia. 


219857383 


15720 
Brady 


’ 


219846510 


e 15765 
tridiac 


219878430 


16665 
terobac 


219878418 
1684753 16861 


ref |NR_025648.1 
31 Leptotrichia 


ref |NR_025647.1 
67 Leptotrichia 


ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_026102.1 
77 1578067 Clostr 
eae; Clostridiu 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025557.1 


555880 Bacteria_16S 1693502 1693456 50 96 gi|219878412|ref|NR_025551.1 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 169391 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Des 
555880 Bacteria_16S 1702822 1702776 50 96 gi| 219878406 |ref|NR_025545.1 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

555880 Bacteria_16S 1705822 1705776 50 96 gi|219878404|ref|NR_025543.1 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 17061 

Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleo 
555880 Bacteria_16S 1721069 1721023 50 96 gi| 219878394 |ref|NR_025533.1 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

555880 Bacteria_16S 1748462 1748416 50 96 gi| 219878375 |ref|NR_025514.1 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 17488 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

555880 Bacteria_16S 1749952 1749906 50 96 gi|219878374|ref|NR_025513.1 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
555880 Bacteria_16S 1751444 1751398 50 96 gi|219878373|ref|NR_025512.1 
strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
555880 Bacteria_16S 1765187 1765141 50 96 gi|219878361|ref|NR_025500.1 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 176550 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
555880 Bacteria_16S 1824421 1824375 50 96 gi|219878320|ref|NR_025459.1 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

555880 Bacteria_16S 1831980 1831934 50 96 gi|219878315|ref|NR_025454.1 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 18324 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

555880 Bacteria_16S 1844290 1844244 50 96 gi|219878306|ref|NR_025445.1 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 18446 

Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

555880 Bacteria_16S 1857763 1857717 50 96 gi| 219878296 |ref|NR_025435.1 


strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 18581 


Firmicutes; Lacto 


555880 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


555880 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


555880 Bacteria_16S 


limnaeus strain A 
Bacteria; Proteob 


555880 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


555880 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


555880 Bacteria_16S 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 
1876093 1876031 34 96 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1896263 1896217 50 96 gi 


oc 


st 


eltaproteobacteria; Desulfobacterales; 
1905146 1905051 1 96 gi 
26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
1918618 1918572 50 96 gi 


D 


al 


Pediococ 
gi 


bacillales; Lactobacillaceae; 
1935395 1935349 50 96 
ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
1950682 1950636 50 96 gi 


cu 


S; 


c 


e 


e 


e 


Ss 


us. 


219878284 
1874987 18764 


urellac 


219878267 
6S ribosomal RNA, partial sequence 1895145 18966 


sulfoba 


219878260 


19040 


s; Chro 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


219878238 
1934336 19357 


Campylo 


219878228 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Pseudonocardia. 


69 Trichococcus 


ref |NR_025423.1 
eae; Haemophilu 
ref |NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref|NR_025388.1 


ref|NR_025377.1 
49 Campylobacter 
bacteraceae; Cam 


mM. 


Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Clostridium 
idium papyrosolvens DSM 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Halobacillus 
cillus karajensis 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Cetobacterium somerae 
somerae Bacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Streptococcus 
1 Streptococcus 


Halobacillus trueperi 
cillus trueperi 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Trichococcus palustris 


palustris Bacteria; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
s. 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Campylobacter hominis 
hominis Bacteria; 
pylobacter. 


ref|NR_025367.1 
1949601 195111 


Pseudonocardia 
2 Pseudonocardia 


555880 Bacteria_16S 1961270 1961224 50 96 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

555880 Bacteria_16S 1970246 1970200 50 96 gi|219878215|ref|NR_025354.1] Azospirillum 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 

555880 Bacteria_16S 1984134 1984088 50 96 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

555880 Bacteria_16S 1991949 1991887 34 96 gi|219878201|ref|NR_025340.1| Serratia grimesii 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

555880 Bacteria_16S 1995040 1994978 34 96 gi|219878199|ref|NR_025338.1| Serratia entomophila 
strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

555880 Bacteria_16S 1996575 1996513 34 96 gi|219878198|ref|NR_025337.1| Rahnella aquatilis 
strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahnella. 

555880 Bacteria_16S 2002729 2002667 34 96 gi|219878194|ref|NR_025333.1| Leminorella grimontii 
strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 

555880 Bacteria_16S 2004261 2004199 34 96 gi|219878193|ref|NR_025332.1| Budvicia aquatica 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

555880 Bacteria_16S 2005806 2005744 34 96 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 
strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

555880 Bacteria_16S 2007352 2007290 34 96 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

555880 Bacteria_16S 2008896 2008834 34 96 gi|219878190|ref|NR_025329.1| Buttiauxella 
ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

555880 Bacteria_16S 2010455 2010393 34 96 gi|219878189|ref|NR_025328.1| Buttiauxella brennerae 
strain $1/6-571 16S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

555880 Bacteria_16S 2028327 2028265 34 96 gi|219878177|ref|NR_025316.1| Pectobacterium 
carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


555880 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


555880 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


555880 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


555880 Bacteria_16S 


micronuciformis s 
micronuciformis B 


555880 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


555880 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


555880 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


555880 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


555880 Bacteria_16S 


Enterobacteriaceae; Pectobacterium. 


’ 


2109348 2109302 50 96 gi| 219873437 |ref|NR_026099.2| Clostridium aldrichii 
bosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

2120045 2119999 50 96 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
lales; Bacillaceae; Halobacillus. 

2121530 2121468 34 96 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 
somal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
ia; Enterobacteriales; Enterobacteriaceae; Cedecea. 

2141155 2141109 50 96 gi|219857641|ref|NR_025230.1| Megasphaera 
train AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
acteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

2156173 2156127 50 96 gi|219857631|ref|NR_025220.1| Rubrobacter 
n LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
ria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 

Rubrobacter. 

2169926 2169880 50 96 gi|219857622|ref|NR_025211.1| Carnobacterium 
ain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

2175993 2175947 50 96 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

2186600 2186554 50 96 gi|219857608|ref|NR_025197.1| Carnobacterium 
PL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

2191204 2191158 50 96 gi|219857605|ref|NR_025193.1]| Amphibacillus 


fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


555880 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


555880 Bacteria_16S 


californiensis st 
californiensis Ba 


555880 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


555880 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


555880 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


555880 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


555880 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


555880 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


555880 Bacteria_16S 


strain ATCC49733 


2194150 2194104 50 96 gi 
n WR-30 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2238104 2238058 50 96 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
2259459 2259413 50 96 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
2301962 2301916 50 96 gi 


oc 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
2333871 2333821 46 96 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2345895 2345849 50 96 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2351875 2351829 50 96 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2354926 2354880 50 96 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2364166 2364104 34 96 gi 


al 
e; 


ne 


ni 


ne 


nc 
ob 


219857603 
ue 
Th 

219857574 
qu 
id 

219857560 


219857529 
2300928 2302353 Afipi 
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Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

555880 Bacteria_16S 2388391 2388345 50 96 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
555880 Bacteria_16S 2401995 2401945 46 96 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

555880 Bacteria_16S 2403519 2403473 50 96 gi| 219857458 |ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

555880 Bacteria_16S 2417474 2417428 50 96 gi| 219857448 |ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

555880 Bacteria_16S 2429489 2429443 50 96 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
Sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

555880 Bacteria_16S 2462853 2462791 34 96 gi|219857408|ref|NR_024996.1| Raoultella planticola 
strain ATCC 33531 16S ribosomal RNA, partial sequence 2461740 2463175 Raoultella planticola 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 

555880 Bacteria_16S 2496008 2495962 50 96 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

555880 Bacteria_16S 2515675 2515629 50 96 gi| 219857367 |ref|NR_024955.1| Caloramator coolhaasii 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
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ATcC 700122 16S r 
Actinobacteria; C 


555880 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


alkaliphilum stra 
Bacteria; Firmicu 


meridiei strain S 
Bacteria; Firmicu 


acidaminophilum s 
acidaminophilum B 


eltaproteobacteria; Desulfobacterales; 
555880 Bacteria_16S 


tes; 
555880 Bacteria_16S 


tes; 
555880 Bacteria_16S 

train DSM 3953 16S ribosomal RNA, part 
acteria; 


ibosomal RNA, partial sequence 


oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
2524774 2524728 50 96 gi|219857361|ref|NR_024949.1 
ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea 


D 
2527758 2527712 50 96 gi 
in S1 16S ribosomal RNA, partial seque 
Clostridia; Clostridiales; Peptoc 
2548487 2548441 50 96 gi 
10 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Peptoc 
2565286 2565240 50 96 gi 


ne 
oc 


oc 


ia 


Firmicutes; Clostridia; Clostri 


555880 Bacteria_16S 
strain AN1 16S ribosomal RNA, partial sequence 


Proteobacteria; A 


2519150 25206 


219857359 


219857345 


219857291 


esulfobulbaceae; Desulfo 
ref |NR_024947.1 
73 2528174 Desulf 
Desulfotomaculum 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 


e 25266 
caceae; 


25473 
caceae; 


1 sequen 
diales; 


2568364 2568318 50 96 gi 


lphaproteobacteria; Rhizobiales; Bradyrh 


219857289 
2567339 2568717 Nitrobacter alkalicus Bacteria; 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Desulfotalea arctica 


arctica Bacteria; 


talea. 

Desulfotomaculum 

otomaculum alkaliphilum 
Desulfosporosinus 

osporosinus meridiei 

Ss. 

Eubacterium 

8 Eubacterium 

Eubacterium. 

Nitrobacter alkalicus 


ref|NR_024920.1 


izobiaceae; Nitrobacter. 


555880 Bacteria_ 


frigidicarnis str 
frigidicarnis Bacteria; 


555880 Bacteria_ 


granulomatis stra 
granulomatis Bacteria; 


555880 Bacteria_ 
strain HPA92 16S 
Proteobacteria; 

555880 Bacteria_ 


strain 177 16S ri 
G 


Proteobacteria; 
555880 Bacteria_ 


strain P925 16S r 
G 
555880 Bacteria_16S 
strain ATCC 51603 
G 
555880 Bacteria_16S 
strain CDC 2991-8 
G 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Actinobacillus. 


555880 Bacteria_16S 
parasanguinis str 
parasanguinis ATCC 15912 Bacteria; 
555880 Bacteria_16S 
ATCC 10556 16S ribosomal RNA, partial 
Lactobacillales; 


sanguinis strain 


sanguinis Bacteria; 
555880 Bacteria_16S 
strain Pd55 16S r 
E 


Proteobacteria; 


G 


16S 2569844 2569798 50 


Firmicutes; 


16S 2600627 2600565 34 


Proteobacteria; 


16S 2602181 2602119 34 


16S 2603735 2603673 34 
16S 2605289 2605227 34 
2620831 2620769 34 


2637524 2637462 34 


2639102 2639040 34 
Proteobacteria; 


2664635 2664589 50 


2666197 2666151 50 


Firmicutes; 
2676776 2676730 50 


2682883 2682837 50 
Firmicutes; 


2690277 2690231 50 


2706787 2706741 50 


96 


ain SPL77A 16S ribosomal RNA, partial 
Clostridia; 


96 


in ATCC 49244 16S ribosomal RNA, partial 
Gammaproteobacteria; 


96 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 


96 


bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 


96 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 


96 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


96 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
555880 Bacteria_16S 
succinogenes stra 
succinogenes Bacteria; 


96 


in 130Z 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


96 


Firmicutes; 


96 


96 


ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nautiliaceae; 
555880 Bacteria_16S 
straminisolvens s 
straminisolvens Bacteria; 
555880 Bacteria_16S 
caldilitoris stra 
caldilitoris Bact 
555880 Bacteria_16S 


96 


train CSK1 16S ribosomal RNA, partial 
Clostridia; 


96 


in IBSK3 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Aquificaceae; 


96 


219857288 
sequence 
Clostridiales; 

gi|219857268 


gi 


gi| 219857267 
2601060 26025 


gi|219857266 
2602614 26041 


gi] 219857265 
2604168 26056 


219857252 
26197 
Enterobac 
219857233 
26364 
Enterobac 
219857232 


gi 


gi 


gi 


gi|219857214 


ain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 26650 


Lactobacillales; §S 
gi| 219857213 
sequence 
Streptococcaceae 
gi| 219857205 
2675717 26771 


219857201 

sequence 

Clostridiales; 
gi|219857196 


gi 


Hydr 


gi|219857184 


Clostridiaceae; 


sequence 2599506 26010 
Pasteurellales; 


Pasteurellales; 


ref |NR_024919.1 

2568768 257024 
cl 
NR_024899.1 
0 


ref 


ref |NR_024898.1 
Mannheimia. 
ref |NR_024897.1 
Mannheimia. 
ref |NR_024896.1 
Mannheimia. 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024860.1 

2637974 263946 
Paste 
ref |NR_024842.1 
3 
treptococcaceae; 
ref|NR_024841.1 

2665089 266654 
; Streptococcus. 
ref |NR_024833.1 


Lebetimonas. 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref |NR_024824.1 

2689164 269065 
ogenivirga. 
ref |NR_024812.1 


Pasteurellaceae; 


Clostridium 
8 Clostridium 
ostridium. 

Mannheimia 
9 Mannheimia 
Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 
Pasteurellaceae; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 
Pasteurellaceae; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 
Pasteurellaceae; 


Kluyvera georgiana 
ra georgiana Bacteria; 


Kluyvera. 


Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Clostridium 
8 Clostridium 
Clostridium. 
Hydrogenivirga 
5 Hydrogenivirga 


Exiguobacterium 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial s 


oxidotolerans Bacteria; 
555880 Bacteria_16S 
hydrogeniphila st 


Firmicutes; Bacillales; 


2727920 2727874 50 96 gi 


hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogen 


555880 Bacteria_16S 


2729462 2729404 38 96 gi 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequ 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobac 


555880 Bacteria_16S 


toyohensis strain 
ToBE Bacteria; 


555880 Bacteria_16S 


Firmicutes; 


2756100 2756054 50 96 gi 


Clostridia; 


2757668 2757622 50 96 gi 


TOBE 16S ribosomal RNA, partial sequenc 
Thermoanaerobacter 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 


nagasakiensis Bacteria; 


Thermaerobacter. 


555880 Bacteria_16S 


strain ATCC15947 
Bacteria; 


strain GTC 854 16 
Firmicutes; Bacil 


555880 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; 


subterraneus stra 


Firmicutes; Clostridia; 


2763580 2763518 34 96 gi 


2769634 2769572 34 96 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2792349 2792303 50 96 


gi 
gi 
2823929 2823883 50 


96 gi 


Clostridi 


Cc 


subterraneus Bacteria; Aquificae; Aquificales; Aquificace 


555880 Bacteria_16S 


strain ATCC 12775 


2856103 2856041 34 96 gi 
16S ribosomal RNA, partial sequence 


equen 
Bacillale 
219857169 
rain 29W 16S ribosomal RNA, partial sequ 


s F 


enc 
oth 


219857168 


enc 
ill 


219857149 


e 
ale 


219857148 


se 
ale 


219857142 
16S ribosomal RNA, partial sequence 2762542 27 
Proteobacteria; Gammaproteobacteria; Enterobact 
555880 Bacteria_16S 


eri 


219857138 
2768556 27 


219857122 
16S ribosomal RNA, partial sequence 2791299 27926 
Clostridia; Clostridiales; Lachnospiraceae; 
555880 Bacteria_16S 


nce 
ae; 


219856887 


oprococc 
219856908 
in HGP1 16S ribosomal RNA, partial seque 


ce 
amily 


e 
ermac 


e 
aceae 


at 
Ss; 


549 
Th 


quenc 
s; Cl 
639 


ales; 


700 


Hydr 


2705678 2707191 Exiguobacterium 
XII. Incertae Sedis; Exiguobacterium. 
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555880 Bacteria_16S 2860700 2860654 50 96 gi|219856884|ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 
555880 Bacteria_16S 2877911 2877865 50 96 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

555880 Bacteria_16S 2887008 2886962 50 96 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

555880 Bacteria_16S 2888533 2888487 50 96 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

555880 Bacteria_16S 2890057 2890011 50 96 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

555880 Bacteria_16S 2905238 2905192 50 96 gi|219856853|ref|NR_024672.1| Thermaerobacter 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

555880 Bacteria_16S 2919085 2919039 50 96 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

555880 Bacteria_16S 2922170 2922124 50 96 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

555880 Bacteria_16S 2925206 2925160 50 96 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

555880 Bacteria_16S 2947827 2947765 34 96 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

555880 Bacteria_16S 2949317 2949255 34 96 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

555880 Bacteria_16S 2950805 2950743 34 96 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

555880 Bacteria_16S 2952306 2952244 34 96 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

555880 Bacteria_16S 2953804 2953742 34 96 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

555880 Bacteria_16S 2962781 2962735 50 96 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

555880 Bacteria_16S 2996323 2996277 50 96 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

555880 Bacteria_16S 3019027 3018981 50 96 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
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3249046 3249000 50 96 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3271557 3271495 34 96 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3273095 3273033 34 96 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3274590 3274544 50 96 gi 


1 
ia 


cl 


E 


E 


ridia; Clostridiales; Eubacteriaceae; 


3276099 3276053 50 96 gi 


Eu 


ridia; Clostridiales; Eubacteriaceae; 

3277618 3277572 50 96 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3279127 3279081 50 96 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3280646 3280600 50 96 gi 


Ac 


eq 
le 


qu 
es 


ridia; Clostridiales; Eubacteriaceae; 

3282165 3282119 50 96 gi 
in DSM 2925 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostrid 
3283689 3283643 50 96 gi 


Ac 


s 
ia 


qu 
Clostridiales 


96 gi 


Firmicutes; Clostridia; 
3285214 3285168 50 


a; 


ridia; Clostridiales; Eubacteriaceae; Ac 


555880 Bacteria_16S 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blaut 


Clostridia; Clost 


555880 Bacteria_16S 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, parti 


aotearoense Bacte 
Incertae Sedis; 


555880 Bacteria_16S 


strain DSM 44183 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
555880 Bacteria_16S 


halophilus strain 
halophilus Bacter 


strain DSM 20748 
Firmicutes; Bacil 


555880 Bacteria_16S 


Thermoanaerobacterium. 


ia; 
555880 Bacteria_16S 


3302005 3301959 50 96 gi 


ridiales; Blautia. 


3323262 3323216 50 96 


gi 
al 


ria; Firmicutes; Clostridia; Thermoanaer 


3336902 3336856 50 96 


gi 


Se 


219846848 
eq 
tr 

219846827 
3141609 31431 


uence 
idiales; 
dis; 


nce 
a; 


219846818 


quence 


les; 


uence 
S; 


ence 


, 


equence 
les; 


ence 


, 


219846704 


sequenc 


219846694 


16S ribosomal RNA, partial sequence 3335845 33373 


ne 
3361488 3361442 50 96 gi 
DSM 20408 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacillacea 
3363055 3363009 50 96 gi 


se 
e; 


bacterin 


219846676 


quence 
Marinoc 


219846675 


16S ribosomal RNA, partial sequence 3361953 33634 


lales; Bacillaceae; Salimicrobium. 


3364572 3364526 50 96 gi 


219846674 


spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 


Desul 


ostridia 
219846805 

31735 
Thermoa 
219846775 
3217640 32191 
mmeovirgac 
219846756 
sequence 
Pep 
219846755 
3247999 32493 
ostridiu 
219846740 
32704 
nterobac 
219846739 
32719 
nterobac 
219846738 
6S ribosomal RNA, partial sequence 3273522 32749 
bacteriu 
219846737 
6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 
219846736 


Eubac 
219846735 


Eubact 
219846734 
6S ribosomal RNA, partial sequence 3279583 32810 
etobacte 
219846733 


Eub 
219846732 


Eubact 
219846731 
6S ribosomal RNA, partial sequence 3284145 32856 
etobacte 
219846720 


obactera 


ref |NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026419.1 


ref|NR_026413.1 
150676 315218 


fovibrionales; D 


Ww 


ref 
3 


NR_026410.1 
155325 315690 
les; Peptococcac 
ref|NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref|NR_026367.1 


eae; Thermonema 
ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026347.1 


m. 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026330.1 


m. 
ref |NR_026329.1 
rium. 
ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 
3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


rium. 
ref |NR_026312.1 
ia schinkii Bact 


ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026268.1 

3360383 336190 
occus. 
ref |NR_026267.1 
41 Salimicrobium 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 
219846821 
ue 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Thermonema rossianum 


v 


04 Thermonema rossianum Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 

3 Acetobacterium 
bacterium. 
Acetobacterium 

2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 

0 Acetobacterium 
tobacterium. 
Acetobacterium 

4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Blautia schinkii 
eria; Firmicutes; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


ref|NR_026266.1 
3363492 336498 


Verrucomicrobium 
3 Verrucomicrobium 


spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


Verrucomicrobium. 


555880 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


555880 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


555880 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


555880 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


555880 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 


Pseudoalteromonas. 
555880 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


555880 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


555880 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


555880 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


555880 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


555880 Bacteria_16S 


homopropionicum s 
homopropionicum B 


555880 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


555880 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


555880 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


555880 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


555880 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


555880 Bacteria_16S 


periodonticum str 
periodonticum Bac 


555880 Bacteria_16S 


nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


555880 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


555880 Bacteria_16S 


restrictus strain 
restrictus Bacter 


555880 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


3376630 3376584 50 96 gi 
ubsp. senegalense strain DSM 7379 16S 
Halanaerobiaceae; Halanaerobium. 
3390269 3390223 50 96 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3391772 3391726 50 96 gi 


obacteriales; Fusobacteriaceae; Propio 
3411564 3411518 50 96 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 
3420511 3420449 34 96 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


ne 


en 
na 


3445460 3445414 50 96 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3446983 3446937 50 96 gi 


en 
ne 


ridia; Clostridiales; Clostridiaceae; Cl 


3500249 3500203 50 96 gi 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; ct 


3501725 3501679 50 96 
ridia; Clostridiales; Clostridiaceae; Cl 
3525986 3525940 50 96 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3530586 3530540 50 96 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3585549 3585503 50 96 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3594780 3594734 50 96 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3596318 3596272 50 96 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3597851 3597805 50 96 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3602549 3602488 34 96 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3619073 3619027 50 96 gi 
ain EK1-15 16S ribosomal RNA, partial 

teria; Fusobacteria; Fusobacteriales; 

3620454 3620408 50 96 gi 
animalis strain NCTC 12276 16S ribosomal 
animalis Bacteria; 


ia 
ri 


en 
ne 


1 
di 


cl 


en 
sp 


2 
1 
7 


se 
Fu 


Fusobacterium. 

3621835 3621789 50 96 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; Fusoba 
3666251 3666205 50 96 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3667758 3667696 34 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


qu 
le 


ct 


555880 Bacteria_16S 


strain EN 101 16S 


219846666 
ri 
senegalense Bacteria 
219846652 
219846651 
6S ribosomal RNA, partial sequence 3390715 33921 


ni 
219846637 


219846631 


219846613 
219846612 
6S ribosomal RNA, partial sequence 3445905 34473 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 
219846556 
219846519 
219846512 
219846511 
3595254 35967 


219846509 


19846505 


219846493 


219846492 


219846491 


219846461 


219846459 


ref 


bosomal RNA, 


, 


ref 
nce 
Ss; 

ref 


al seque 
Thermale 


genium. 
ref 

34104 
llaceae; Dia 
ref 
ce 34194 
dales; P 


ref 
ce 34443 
llaceae; Suc 
ref 
ostridium. 
ref 


erium. 
ref 
ostridium. 
ref 
ostridium. 
ref 
1 sequen 
diales; Clos 
ref 
ce 35844 
llaceae; Pha 
ref 
sequence 
ales; Clostr 
ref 
ostridium. 
ref 
ce 35967 
iraceae; Cel 
ref 
sequence 
Actinomyceta 
ref 
quence 

sobacteriace 
ref 


RNA, partia 


ref 
sequ 
S; F 
ref 


partial 
cteriale 


ence 

s; Peptococc 
ref 
36666 


eriales; Ent 


3670770 3670708 34 96 gi 
ribosomal RNA, partial sequence 


219846457 
3669690 3671145 Brenneria nigrifluens Bacteria; 


T 


52 3411955 Diali 


18 3420843 Pseud 
seud 


50 3445854 Succi 


73 Cetobacterium 


ce 3529546 3 


36 3585946 P 


3593717 3 


93 3598277 Clost 


3601450 36029 


3618078 36194 


Fusobacteria; 


3665143 36666 


79 3668133 Brenn 


NR_026258.1 


NR_026244.1 

338924 
hermaceae; 
NR_026243.1 


NR_026229.1 
s 
lister. 
NR_026223.1 
° 
oalteromona 


NR_026205.1 
n 
ciniclasticu 
NR_026204.1 


NR_026168.1 


NR_026167.1 


NR_026151.1 


NR_026148.1 
53100 
tridiaceae; 
NR_026111.1 
hasco 
scolarctobac 
NR_026104.1 
59520 
idiaceae; Cl 
NR_026103.1 


NR_026101.1 
xr 
lulosilyticu 
NR_026097.1 
4 
les; Actinom 
NR_026085.1 
0 
ae; Fusobact 
NR_026084.1 
1 sequence 


NR_026083.1 
ence 362084 
usobacteriac 
NR_026053.1 
2 
aceae; Dehal 
NR_026050.1 
e 
erobacteriac 


ref 


partial seq 
Firmicutes; 


d 


Halanaerobium 
uence 3375527 3377012 


Clostridia; 


Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Dialister pneumosintes 
ter pneumosintes 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Succiniclasticum 
iclasticum ruminis 
m. 

Clostridium viride 


86 Clostridium viride Bacteria; 


Cetobacterium ceti 


ceti Bacteria; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 
Phascolarctobacterium 
larctobacterium faecium 
terium. 
Clostridium 
3 Clostridium 
ostridium. 
Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
idium lentocellum 
m. 

Actinomyces 

5 Actinomyces 
ycineae; 


Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Dehalobacter 

8 Dehalobacter 
obacter. 

Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 


NR_026048.1 


Brenneria nigrifluens 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 


555880 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


555880 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


555880 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


555880 Bacteria_16S 


congolense strain 
congolense Bacter 


ia; 


555880 Bacteria_16S 


chlororespirans s 
chlororespirans B 


555880 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


555880 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


555880 Bacteria_16S 


fusiformis strain 
Bacteria; Verruco 


555880 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


555880 Bacteria_16S 


thermocisternum s 
thermocisternum B 


555880 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


dus. 


555880 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


tes; 


555880 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


555880 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


555880 Bacteria_16S 


strain YT-1 16S r 
Deinococcus-Therm 


us; 


555880 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


555880 Bacteria_16S 


brockii subsp. fi 


Thermoanaerobacte 


555880 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


555880 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


555880 Bacteria_16S 


canigenitalium st 
canigenitalium Ba 


555880 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


555880 Bacteria_16S 


centenum strain IAM 14193 16S ribosomal RNA, partial se 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodospirillum. 


555880 Bacteria_16S 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 


acteria; 


cteria; 


S ribosomal RNA, 
ridia; 


rales; 


3672277 3672215 34 


3673786 3673724 34 
Proteobacteria; 


3675291 3675229 34 


3676849 3676803 50 


Firmicutes; 
3685915 3685869 50 


Firmicutes; 


3696476 3696414 34 


3700955 3700909 50 


3705442 3705396 50 


3708479 3708433 50 


3765126 3765080 50 


Firmicutes; 
3777132 3777086 50 


3811880 3811834 50 


Lactobacillales; 
3851276 3851230 50 


3852788 3852742 50 


Firmicutes; 
3878749 3878703 50 


Deinococci; 
3880289 3880243 50 


Clostridiales; 
3883436 3883390 50 


3908063 3908017 50 


3909587 3909541 50 


3911116 3911070 50 


3912582 3912536 50 


3978123 3978077 50 


4001586 4001540 50 


Clostridia; 


R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 


rain ATCC 43762 16S ribosomal RNA, par 
cteria; 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
SEBR 4224 16S ribosomal RNA, partial 
train Co23 16S ribosomal RNA, partial 


acteria; 


M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 


96 gi| 219846456 
e 36711 
cteriales; 
96 gi|219846455 
tial seque 
Gammaproteobacteria; Ent 
96 gi|219846454 
3674212 36756 
Enterobac 
96 gi| 219846453 
sequence 
Halanaerobiales; Hal 
96 gi|219846447 
sequence 
Clostridia; Clostridiales; 
96 gi| 219846439 
ce 36953 
llales; Pa 
96 gi| 219846436 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


96 


FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 


96 


in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 


96 


train ST90 16S ribosomal RNA, partial 
Clostridia; 


96 


A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 


96 


£3 16S ribosomal RNA, partial sequence 
Carnobacteriacea 


96 


rain ATCC 35603 16S ribosomal RNA, par 


Cc 35603 Bacteria; Firmicutes; 


96 


rain CD2 16S ribosomal RNA, partial se 
Clostridia; 


96 


ibosomal RNA, partial sequence 
Thermales; 


The 
96 


complete sequence 3879197 38807 
Clostridiaceae; 


96 


nnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


finnii Bacteria; 


96 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


96 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


96 


rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 


96 


ain S58 16S ribosomal RNA, partial seque 
teria; Proteobacteria; Alphaproteobact 


96 


96 


3699882 37013 


219846433 
ce 37043 
robiales; 
219846431 
ence 37073 
robiales; 
219846388 
sequence 
ridiales; 
219846379 
nce 37759 
obacterale 


gi 


gi 


gi 


Clost 
gi 


Syntroph 


219846355 
38107 
e; Carnoba 
219846328 
tial seque 
dia; Clost 


gi 


gi 
Clostri 


219846327 
quence 
Clostridiales; R 
gi|219846310 
3877677 38791 
rmaceae; Thermus. 
gi| 219846309 


gi 


Caloramato 
219846307 
artial seq 


gi 


Thermoanaerobact 
gi|219846289 
3906969 39084 


gi| 219846288 
3908492 39099 


219846287 
sequence 
lasmatacea 
219846286 
nce 
eria; Rhiz 
219846240 
quence 
Rhodospir 


gi 


gi 


gi 


Firmicutes; 


e; 


obia 


ref |NR_026047.1 
96 3672653 Pecto 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 
ref |NR_026045.1 
teriaceae; Panto 
ref |NR_026044.1 
3675717 367724 
anaerobiaceae; H 
ref |NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; 
ref |NR_026027.1 


ref |NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025918.1 
nce 385021 
ridi Rumino 


ales; 


ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref|NR_025900.1 


ref |NR_025899.1 
is 

ref 
uenc 


NR_025897.1 
e 388233 


er. 


ref|NR_025879.1 


ref|NR_025878.1 


ref|NR_025877.1 
3910020 391149 
Ureaplasma. 
ref|NR_025876.1 
3911550 391285 
les; Bradyrh 
ref |NR_025830.1 
3977072 397838 
illales; Rhodosp 


gi|219846224 


b 


Clostridia; 


Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Carnobacterium 
acterium funditum 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Thermoanaerobacter 
8 3883860 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Agromonas 

7 Agromonas 
izobiaceae; Agromonas. 
Rhodospirillum 

6 Rhodospirillum 
irillaceae; 


ref|NR_025814.1 
4000552 400199 


Sphingopyxis 
5 Sphingopyxis 


TACCACGAGCTACAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCATCCTTACTTGCCAGCA 
ACGCTGTGAAGCGGTTGGGGACAGTAGGGAGACTGCCGTGGCCAACACGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGC 
GGGCTACAATGGTCGGGACAGAGGGTTCCTACCCCGAGAGGGGACGGTAATCTCAGAAACCCGATCGTAGTTCGGATTGTGGGCTGAAACTCGCCCACATGAAGC 
TGGATTCGGTAGTAATCGCGTGTCAGCAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGTAC 
CACGTACGTCGAATCTGGGTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGGGTTAGACCCGTA 
GCAGATAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGCGGGATAACCTCGGGAAACTGAGGCTAATCCTGCATACGGCTCTCATGCTGGAAGTGCAGAGAG 
CTCGAAACGCTCCGGCGCTGTAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGAGC 
CCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACACTGGATTAGGGGGACTCCAAGTGCGAGGGC 
ATATAGTCCTCGCTTTTCACGACCGTAAGGAGGTCGCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATGGCCGCT 
CTTATTGGGCCTAAAGCGTCCGTAGCTGGCCACGCAAGTCCGTCGGGAAATCTCCTCGCTCAACGAGGAGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAA 
GACTGCGGGGTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCGCAGGAAGACGGATCCGACGGTGAGGGACGAAAG 
CTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGCAGGAAGCCGTG 
AAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGG 
ACATCTCACCAGCATCGACAGTAGCAATGAACGTCAGTGTGATGAGCTTACTGGAGCTACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTC 
CTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAGG 
AACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCGAGACAGTGGGACCCTACCCCGAGAGGGGACGGTAATCTCCGA 
AACTCGGTCGTAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGCTGGATTCGGTAGTAATCGCCGTTCAGAAGACGGCGGTGAATACGTCCCTGCTCCTTG 
CACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGCGCTTCCGGCGGTCGAATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGG 
GGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGACCCGATCGCTATAGGGGTAGGGATA 
AGCCATGGGAGTCGTACGCTCTCGGGAAGAGGGCGTGGCGGACGGCTGAGTAACACGTGGCTAACCTGCCCTTGGGACCCGGATAACCCCGGGAAACTGGGGCTA 
ATCCGGGGCAGATAAGGGGATCTGGAACGACCTCTTATCTAAATGCCTCCCGGCTGATCCCGTCGGGAGGTGCCCAAGGATGGGGCTGCGGCCCATCAGGCTGTT 
GGGGGAGTAAAGGTCCCCCAAACCGATAACGGGTAGGGGCCGTGGGAGCGGGAGCCCCCAGTTGGGCACTGAGACAAGGGCCCAGGCCCTACGGGGCGCACCAGG 
CGCGGAACGTCCCCAATGCGGGAAACCGTGAGGGCGTTACCCCTAGTGCCCTCGCAAGAGGGCTTTTCTCCACTTTAGAACGGTGGAGGAATAAGCGGGGGGCAA 
GACTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAGTGATCGGGACGTTTATTGGGCTTAAAGCGCCCGTAGCCGGCCTGTAAAGTCACCGTTTAAAGACCC 
GGGCTCAACTCGGGGAACGGCGGTGATACTTACAGGCTAGGGGGCGGGAGAGGTCGGAGGTACTCCCGGAGTAGGGGCGAAATCCTCAGATCCCGGGAGGACCAC 
CAGTGGCGAAAGCGTCCGGCTAGAACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGTAGCAAATAGGATTAGATACCCTAGTAGTCCCGGCTGTAAACGATGCAG 
GCTAGGTGTCGCGTAGGCTTTGGGCCTACGCGGTGCCGCAGGAAAACTGGTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCG 
GGGGAGCACCACAAGGGGTGGAACCTGCGGCTCAATTGGAGTCAACGCCTGGAATCTCACCGGGGGAGACCGCAGGATGACGGCCAGGCTAACGACCTTGCCAGA 
CTCGCGGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCGGTTAAGTCCGGCAACGAGCGAGACCCCCACTTCTAGTTGGTAATTGTCTCTCT 
GGAGACGGTCCACACTAGAAGGACTGCCGGTGTTAAACCGGAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAAACTTCCGGGCCGCACGCGGGTTACAA 
TGGCAGGGACAGCGGGATCTGACCCCGAAAGGGGAAGGCAATCCCACAAACCCTGCCTCAGTTGGGATCGAGGGCTGAAACTCGCCCTCGTGAACGAGGAATCCC 
TAGTAACCGCGGGTCAACAACCCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGTGGAGGGGAAGTGAGGCCTCTTGCCCTTCG 
GGGTGGGAGGTCGAGCTTCTCCTCCGCGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTAGGGGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNCCGGACCCGACCGCTATGGGGGTAGGGCTAAGCCATGGGAGTCGTACGCCCTCGGGTAAGAGGGCGTGGCGGACGGCTGAGTAACACGTGGCTA 
ACCTACCCTCGGGACCCGGATAACTCCGGGAAACTGGAGCTAATCCGGGGCAGGCGAAGGGTACTGGAACGTCCCTTCGCCTAAAGGGGCATGGGCTATTTCCCG 
CTCATGCCCGCCCGAGGATGGGGCTGCGGCCCATCAGGCTGTTGGCAGGGTAACGGCCCGCCAAACCGATAACGGGTAGGGGCCGTGAGAGCGGGAGCCCCCAGT 
TGGGCACTGAGACAAGGGCCCAGGGCTACGGGGCGCACCAGGCGCGAAACGTCCCCAATGCGGGAAACCGTGAGGGCGCTACCCCCAGTGCTCCCGAAAGGGAGC 
TTTTCCCCGCTTTAGAACGGCGGGGGAATAAGTGGGGGGCAAGACTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGCGAGTGGTCGGGACGCTTACTGGGCTTA 
AAGCGCCCGTAGCCGGCCCTGCAAGTCACTGCTTAAAGACCCGGGCTCAACCCGGGAAAGGGCAGTGATACTGCAGGGC TAGGGGGCGGGAGAGGTCGGAGGTAC 
TCCCGGAGTAGGGGCGAAATCCACAGATCCCGGGAGGACCACCAGTGGCGAAAGCGTCCGGCCAGAACGCGCCCGACGGTGAGGGGCGAAAGCGGGGTAGCAAAA 
GGGATTAGATACCCCTGTAGTCCCGGCTGTAAACGATGCAGGCTAGGTGTCGCGTAGGCTTTGGGCCTACGCGGTGCCGCAGGGAAACCGGTAAGCCTGCCGCCT 
GGGGAGTACGCCCGCAAGGGTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAAGGGGTGGAACCTGCGGCTCAATTGGAGTCAACGCCTGGAATCTCACCGGG 
GGAGACCGCAGGATGACGGCCAGGCTAACGACCTTGCCAGACTCGCGGAGAGGAGGTGCATGGCCGTCGCCAGCTCGTGTTGTGAAATGTCCGGTTAAGTCCGGC 
AACGAGCGAGACCCCCACCCTTAGTTGGTATCCCGGTCTCCGGACCGGGACCACACTAAGGGGACTGCCGGCGTTAAGCCGGAGGAAGGAGGGGGCCACGGCAGG 
TCAGCATGCCCCGAAACCCCCGGGCCGCACGCGGGTTACAATGGCAGGGACAGCGGGATTCCGACCCCGAAAGGGGGAGGTAATCCCTCAAACCCTGCCTCAGTT 
GGGATCGAGGGCTGAAACTCGCCCTCGTGAACGAGGAATCCCTAGTAACCGCACGTCAACAACGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTC 
GCTCCACCCGAGTGAGGAAGAAGTGAGGCTCCTTGCCCTTCGGGGTGGGGAGTCGAACTTCTTCCTCGCGATGGGGGAGAAGTCGTAACAAGGTAGCCGTAGGGG 
AACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGAATCCGATTTAGCCAT 
GCTAGTCGCACGATTTCAGACTCGTGGCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAACACAATACCCTCGGGAAACTGAGGCTAATAGTGTATAC 
CATACCACCACTGGAATGAGTGGTATGCCAAACGCTCCGGCGCCGAAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAAT 
CGGTATGGGTCATGAGAGTGAGAACCCAGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACACTGGA 
TTAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTCCTTTTCGGTACCGTAAGTGGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAAT 
ACCGGCAGCCCAAGTGATGGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCTGCTCAACAGGTGGGCGCCCGGTA 
GAAATTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTTGCGAGG 
ACGGATCCGACAGTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTCTGCTAGGTGTGGCTCCCACTACGAG 
TGGGTGCTGTGCCGTAGGAAGCCGCTAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCC 
TGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACTGTAATAATGACGACCAGGTTGATGACCTTGTCCGAGTTTCAGAGAGGAGGTGCATGGCC 
GCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACCCTTACTTGCCAGCAGTACCGCGAGTAGCTGGGGACAGTAGGAGGAC 
CGCCGTGGCTAACACGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGAGACAAAGGGTTCCAACT 
CCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCG 
CGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTTAAAGCACCCGAGTGAGGTCCGGATGAGGCGTTCCACGAACGTCGAATCTGGCTTTGCAAGGGGGCT 
TAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCC 
GGTTGATCCTGCCGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTCGCACGGGCTTAGACCCGTGGCGTATAGCTCAGTAACACGTGGCCAAACTAC 
CCTATAGACCATGATAACCTCGGGAAACTGAGGCTAATCGTGGATATCGCATTCACGCTTGAACTGCCGAATGCGAGAAACGTTCCGGCGCTATAGGATGTGGCT 
GCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTGGTGACAGCCAGAACCCGGAGACGGTATCTGAGACAAGATACCGGGC 
CCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAGGGGGACTCCGAGTGCGAGGGCATATAGCCCTCGCTTTTCTGTACCGTAAGGTG 
GTACAGGAACAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGGCCGCTATTATTGGGCCTAAAGCGTTCGTAGCCGGCCG 
GTCAAGTCTGTTGGGAAATCGACGCGCTCAACGCGTCGGCTTCCGGTGGAAACTGCACGGCTTGGGGCCGGAAGACTCAGCGGGTACGTCTGGGGTAGGAGTGAA 
ATCCTGTAATCCTGGACGGACCACCAATGGCGAAAGCGACGCTGAGAAGCCGGACCCGACAGTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGG 
GTAGTCCAGGCCGTAAACGATGCTCGTTAGGTCTGCCGTGCACTACGAGTGCACGGTGAGCCGAAGTGAAGACGATAAACGAGCCGCCTGGGAAGTACGTCCGCA 
AGGATGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGTCCCGACAGTAATAACG 
ACGGTCAGCTTGACGAGCTTTCCCCGAGTTACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCATCCTGTTAAGTCAGGTAACGAGCGAGACCC 


flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 

555880 Bacteria_16S 4004686 4004640 50 
chungwhensis Bacteria; 
555880 Bacteria_16S 


Firmicutes; 
4027309 4027263 50 


96 


96 


gi 
chungwhensis strain BH030062 16S ribosomal RNA, partial 
Bacillales; Bacillaceae; 


gi 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 


alkenivorans Bacteria; 
Desulfatibacillum. 
555880 Bacteria_16S 
vulcanalis strain 
Bacteria; 
555880 Bacteria_16S 


Proteobacteria; 


4048658 4048600 38 


4063560 4063514 50 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 


555880 Bacteria_16S 4071177 4071131 50 96 gi|219846172|ref|NR_025762.1 
strain PVl 16S ribosomal RNA, partial sequence 4070099 40715 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

555880 Bacteria_16S 4078754 4078708 50 96 gi| 219846167 |ref|NR_025757.1 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 407918 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 
555880 Bacteria_16S 4095508 4095462 50 96 gi|219846156|ref|NR_025746.1 
strain P2 16S ribosomal RNA, partial sequence 4094388 40957 

Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
555880 Bacteria_16S 4117970 4117924 50 96 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

555880 Bacteria_16S 4124176 4124114 34 96 gi|219846134|ref|NR_025724.1 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 412310 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
Volucribacter. 

555880 Bacteria_16S 4133256 4133210 50 96 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 41336 

Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

555880 Bacteria_16S 4165758 4165712 50 96 gi|219846104|ref|NR_025694.1 


aliphaticivorans strain 
aliphaticivorans Bacteria; 
Desulfatibacillum. 

555880 Bacteria_16S 


4182570 4182524 50 


canifelinum strain RMA 12708 16S ribosomal RNA, partial 
Fusobacteriales; 


canifelinum Bacteria; 
555880 Bacteria_16S 

thermautotrophica 
thermautotrophica Bacteria; 
Sedis; Carboxydocella. 
555880 Bacteria_16S 

strain 34633 16S 


Fusobacteria; 
4208185 4208139 50 


Firmicutes; 


4223437 4223391 50 
ribosomal RNA, partial 
555880 Bacteria_16S 4246054 4245992 34 
strain U 5/41 16S 
Proteobacteria; 
555880 Bacteria_16S 
strain Benl02 16S 


250869 250824 51 


555880 Bacteria_16S 396158 396109 47 


96 


96 


96 


96 
Clostridia; 


96 
sequence 


96 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


96 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


96 


Deltaproteobacteria; 


gi 
CsHg2 16S ribosomal RNA, partial sequence 40 
Firmicutes; Bacillales; Alicyclobacillaceae; 
gi | 
complete sequence 4062487 40639 
Actinomycetales; 


Cv2803 16S ribosomal RNA, partial 


Proteobacteria; Deltaproteobacteria; 


gi 


Fu 


gi 


strain 41 16S ribosomal RNA, partial 
Clo 


gi 


219846089 
sequence 


219846070 
sequence 


219846056 


4222451 42238 


gi 


219722938 


4244934 42463 


gi 


Enterobac 
265678895 


249819 25124 


gi 


265678791 


multivorans strain 28-1 16S ribosomal RNA, partial sequence 39505 


Bacteria; Firmicutes; 
555880 Bacteria_16S 


Bacillales; 
534335 534286 47 


Bacillaceae; 


96 


strain K11 16S ribosomal RNA, partial sequence 


Proteobacteria; 
555880 Bacteria_16S 
strain WoG13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 

555880 Bacteria_16S 696709 696644 31 


666367 666318 47 


PB90-1 16S ribosomal RNA, partial sequence 
les; Opitutaceae; Opitutus. 


Opitutae; Opituta 


555880 Bacteria_16S 803962 803909 43 


96 
sequence 


96 


96 


strain PG14 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
555880 Bacteria_16S 


970628 970575 43 


96 


Tenuibac 


gi 


illus. 
265678696 


533233 53475 


gi 


Betaproteobacteria; Burkholderiales; Comamonadace 


265678605 


665236 66673 


Syntrophomonadaceae; 


gi 


gi 


Pelos 
265678585 


695588 697067 Opitu 


265678510 


802889 80433 


icutes; Mycoplasmataceae; Mycoplasma. 


gi 


265678397 


fructosovorans strain JJ 16S ribosomal RNA, partial sequence 


Sphingomonadales; 


sequence 4164674 416611 
Desul 


sobacteriaceae; 


stridiales; 


9 


fobacterales 
ref|NR_025679.1 
181497 418295 
Fusobacter 
ref|NR_025660.1 
4207086 420854 
Clostridiales 


rs 


ref|NR_025646.1 
Afipia. 
ref|NR_024570.1 
teriaceae; Esche 
ref |NR_029203.1 


Amaricocc 
ref|NR_029096.1 
0 396528 Tenuib 
ref|NR_029001.1 


Ottowia. 
NR_028910.1 


ae; 
ref 


pora. 
ref|NR_028890.1 
tus terrae Bacte 


ref|NR_028813.1 


Sphingomonadaceae; 


219846222|ref|NR_025812.1| Pontibacillus 
sequence 4003594 4005020 Pontibacillus 
Pontibacillus. 
219846205|ref|NR_025795.1| Desulfatibacillum 
4026183 4027706 Desulfatibacillum 
Desulfobacterales; Desulfobacteraceae; 
219846188|ref|NR_025778.1| Alicyclobacillus 
47566 4049023 Alicyclobacillus vulcanalis 
Alicyclobacillus. 
219846177|ref|NR_025767.1| Mycobacterium 


2 Mycobacterium 


Corynebacterineae; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Cryptanaerobacter 
3 Cryptanaerobacter 


Cryptanaerobacter. 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Streptococcus minor 
minor Bacteria; 


Volucribacter 
3 4124536 Volucribacter 


urellaceae; 


Halobacillus locisalis 


65 Halobacillus locisalis Bacteria; 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 


Fusobacterium 

4 Fusobacterium 

ium. 

Carboxydocella 

0 Carboxydocella 
Family XVI. Incertae 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Tenuibacillus 
acillus multivorans 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


ref|NR_028699.1 
969528 971049 


Desulfovibrio 
Desulfovibrio 


fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 
555880 Bacteria_ 


quisquiliarum str 
quisquiliarum Bac 


555880 Bacteria_ 
strain MP145 16S 


Tenericutes; Moll 


555880 Bacteria_ 


strain ATCC 29914 
G 


Proteobacteria; 
555880 Bacteria_ 
strain L1/68 16S 
Proteobacteria; 

555880 Bacteria_ 
strain LMG 17489 
Firmicutes; 
555880 Bacteria_ 


illinoisensis str 
illinoisensis Bac 


Alkanindiges. 
555880 Bacteria_ 


strain 128 16S ri 
Tenericutes; Moll 


555880 Bacteria_ 


strain 486 16S ri 
Tenericutes; Moll 


555880 Bacteria_ 


gallopavonis stra 
Teneric 
555880 Bacteria_16S 
strain H831 16S r 
Tenericutes; Moll 
555880 Bacteria_16S 


Bacteria; 


strain MMP-4 16S 


Tenericutes; Moll 
555880 Bacteria_16S 


strain RG-2C 16S 


Tenericutes; Moll 
555880 Bacteria_16S 
strain 1340 16S r 
Tenericutes; Moll 
555880 Bacteria_16S 


strain CCBAU 7104 
Bacteria; 
Rhizobium. 


555880 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


555880 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


555880 Bacteria_16S 
strain PG30 16S r 


Tenericutes; Moll 


555880 Bacteria_16S 
strain IM1 16S ri 


555880 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


G 


Bacil 


Proteob 


16S 1047157 1047108 47 96 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
16S 1393110 1393057 43 96 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 1553695 1553634 34 95 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 1927802 1927749 43 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
16S 1946109 1946060 47 96 gi 


lales; Bacillaceae; Bacillus. 
16S 2107820 2107767 43 96 
ain MVAB Hexl 16S ribosomal RNA, 
teria; Proteobacteria; 


gi 
compl 
Gammaproteobact 
16S 2198757 2198704 43 96 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2204787 2204734 43 96 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2206286 2206233 43 96 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2209314 2209261 43 96 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212341 2212288 43 96 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213841 2213788 43 96 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216839 2216786 43 96 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2245604 2245559 51 96 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


gi 


2370195 2370142 43 96 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371706 2371653 43 96 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376232 2376179 43 96 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2663187 2663142 51 96 gi 
bosomal RNA, partial sequence 


gi 


1392046 13934 


1926697 19282 


16S ribosomal RNA, partial sequence 1945009 19464 


2197691 21991 


2203720 22051 


2208244 22096 


2211275 22127 


2212774 22142 


2215772 22172 


2369126 23705 


2370638 23720 


2375159 23766 


2662145 26634 


Des 


265678347 
uence 

ceae; Cera 
228716184 


219857220 
15525 

Enterobac 
219878243 


anthomonad 
219878231 


219878115 
ete sequen 
eria; Pseu 


219857600 


219857596 


219857595 
ence 22052 
coplasma. 

219857593 


219857591 


219857590 


219857588 


219857569 
22445 


les; Rhizo 


219857480 


219857479 


219857476 


219857215 


ulfovibrionales; Desulfovibrionaceae; 

ref|NR_028649.1| Cerasibacillus 
1046039 1047522 Cerasibacillus 

sibacillus. 

ref|NR_027548.1| Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Providencia stuartii 
encia stuartii Bacteria; 


ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Providencia. 

ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 
aceae; Ignatzschineria. 

ref|NR_025370.1| Bacillus fumarioli 

74 Bacillus fumarioli Bacteria; 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ref|NR_025188.1| Mycoplasma oxoniensis 
39 Mycoplasma oxoniensis Bacteria; 


ref|NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


ref |NR_025183.1 
20 2206668 Mycopl 


Mycoplasma 
asma gallopavonis 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025179.1 
23 Mycoplasma col 


Mycoplasma columborale 
lumborale Bacteria; 


ref|NR_025178.1| Mycoplasma citelli 
23 Mycoplasma citelli Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


ref|NR_025068.1| Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_024843.1| Methylopila capsulata 
75 Methylopila capsulata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 
2679814 2679765 47 96 gi|219857203|ref|NR_024831.1| Lentibacillus 
ain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
teria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
2931105 2931040 31 96 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 


555880 Bacteria_16S 


strain IFO 15467 
Proteobacteria; 


strain LMG 2542 1 
Proteobacteria; 


strain 4-87 16S r 
Proteobacteria; 


strain PG43 16S r 
Tenericutes; Moll 


G 
555880 Bacteria_16S 


G 
555880 Bacteria_16S 


G 
555880 Bacteria_16S 


ammaproteobacteria; Oceanospirillales; 
2967409 2967314 1 96 gi 


ammaproteobacteria; Enterobacteriales; 
3073572 3073519 43 96 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


gi 


16S ribosomal RNA, partial sequence 2930007 29314 


6S ribosomal RNA, partial sequence 2966273 29677 


3756053 3756000 43 96 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


58 Oceanobacter kriegii Bacteria; 


Oceanobacter. 
219846946|ref|NR_026538.1| Dickeya paradisiaca 
69 Dickeya paradisiaca Bacteria; 

Enterobacteriaceae; Dickeya. 

219846873|ref|NR_026465.1| Balneatrix alpica 
3072467 3073861 Balneatrix alpica Bacteria; 

Balneatrix. 

219846395|ref|NR_025986.1| Mycoplasma bovirhinis 


3754983 3756434 Mycoplasma bovirhinis Bacteria; 


555880 Bacteria_16S 
strain PS-1 16S r 
G 
555880 Bacteria_16S 


Proteobacteria; 


strain 17529 16S 


Tenericutes; Moll 
555880 Bacteria_16S 
strain DD 16S rib 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858852 3858799 43 96 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2 


3856288 38577 


3857775 38592 


19846323 


3798226 3798173 43 96 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
ibosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

3857366 3857313 43 96 gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


ref|NR_025913.1| Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


555880 Bacteria_16S 271788 271736 44 96 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

555880 Bacteria_16S 578519 578426 1 96 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

555880 Bacteria_16S 904160 904112 48 96 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

555880 Bacteria_16S 936729 936636 1 96 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

555880 Bacteria_16S 1237472 1237424 48 96 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

555880 Bacteria_16S 1306654 1306590 31 95 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

555880 Bacteria_16S 1418716 1418668 48 96 gi|224581446|ref|NR_027228.1| Helcococcus ovis 


strain s840-96-2 
Firmicutes; Clost 


555880 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; G 


555880 Bacteria_16S 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


555880 Bacteria_16S 


strain K9951 16S 
Proteobacteria; G 


555880 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


555880 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


555880 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


555880 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


555880 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


555880 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


555880 Bacteria_16S 


strain A3.12 16S 


Proteobacteria; D 


555880 Bacteria_16S 


strain hl 16S rib 
Proteobacteria; A 


555880 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


555880 Bacteria_16S 
train IDR2-2 16S ribosomal RNA, partia 


psychrotolerans s 
psychrotolerans B 


ridia; Clostridiales; Clostridiales Fami 
1737795 1737702 1 96 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2127627 2127579 48 96 gi 
rain ALEN 1 16S ribosomal RNA, partial 


cteria; Proteobacteria; Gammaproteobac 


Oo 


s 
te 


2188121 2188073 48 96 

ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2197215 2197167 48 96 gi 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; Lactob 
2435533 2435485 48 96 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2449273 2449225 48 96 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 

2450785 2450737 48 96 gi 


gi 
io 


se 
ac 


qu 
di 


ia 
Ca 


lales; Thermoactinomycetaceae; Laceyella 
2453862 2453814 48 96 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2502010 2501962 48 96 gi 


16S ribosomal RNA, partial sequence 


1 
ti 


eltaproteobacteria; Bdellovibrionales; 
2631528 2631432 1 96 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
2661805 2661761 52 96 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2681352 2681304 48 96 gi 


B 


ho 


en 
le 


1 


acteria; Firmicutes; Lactobacillales; Ca 


16S ribosomal RNA, partial sequence 1417633 14190 


219878383 
1736673 17381 


219857607 
2187032 21885 
219857601 
219857431 
219857420 
219857419 
16S ribosomal RNA, partial sequence 2449732 24511 


219857417 


219857381 


219857238 
2630432 26317 


219857216 


219857202 


ly XI. I 


equence 
ria; Chr 


nellacea 


quence 
illaceae 


ence 


ales; Cl 


1 sequen 
rnobacte 


sequence 
nomyceta 


25009 


acteriov 


dobacter 


ce 26607 
s; Hypho: 


sequence 
rnobacte 


leispira. 
219857650 


orac 


micr 


riac 


55 Helcococcus ovis Bacteria; 

ncertae Sedis; Helcococcus. 
ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 


ref |NR_025239.1 
2126557 212798 
omatiales; Ectot 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


ref|NR_025196.1| Legionella busanensis 
07 Legionella busanensis Bacteria; 
e; Legionella. 
ref|NR_025189.1 
196082 219764 
; Lactobacillus. 
ref|NR_025019.1 
2434473 243595 
ostridiaceae; Cl 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalibacterium. 
ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


Lactobacillus 
0 Lactobacillus 


ND 


Clostridium 

3 Clostridium 
ostridium. 
Alkalibacterium 
1 Alkalibacterium 


ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref|NR_024969.1 


08 2502354 Legion 


Thermoflavimicrobium 

8 Thermoflavimicrobium 
imicrobium. 

Legionella waltersii 
ella waltersii Bacteria; 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
2533928 2533835 1 96 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 


ibacter. 

Methylarcula terricola 

92 Methylarcula terricola Bacteria; 

aceae; Methylarcula. 

ref|NR_024844.1] Methylorhabdus 

58 2662094 Methylorhabdus multivorans 

obiaceae; Methylorhabdus. 

ref|NR_024830.1| Alkalibacterium 
2680270 2681761 Alkalibacterium 

eae; Alkalibacterium. 


aceae; Pered 
ref|NR_024866.1 


555880 Bacteria_16S 


3047999 3047951 48 96 gi 


219846890 


tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 


tabacinasalis Bacteria; 


Firmicutes; 


Lactobacillales; Aerococcaceae; 


ref|NR_026482.1| Facklamia 
3046902 3048403 Facklamia 
Facklamia. 


555880 Bacteria_ 


strain LLAP12 16S 
Proteob 


Bacteria; 
555880 Bacteria_ 


strain L2 16S rib 
G 


Proteobacteria; 
555880 Bacteria_ 


proteoclasticus s 
proteoclasticus B 
555880 Bacteria_1 
aggregatus strain 
aggregatus Bacter 
555880 Bacteria _1 


strain NCFB 2890 
Firmicutes; 


Bacteria; 


salicampi strain SF-20 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibac 
555880 Bacteria_16S 10050 9955 1 96 gi 


tunicata strain D 
Proteob 
Pseudoalteromonas 
555880 Bacteria_16S 


Bacteria; 


thermoacetoxidans 
thermoacetoxidans 


555880 Bacteria_16S 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 
Proteob 
555880 Bacteria_16S 


Bacteria; 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


555880 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


555880 Bacteria_16S 
vibrioformis stra 
vibrioformis Bact 


Desulfobacter. 


555880 Bacteria_16S 


actinomycetemcomi 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


555880 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


555880 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


555880 Bacteria_16S 


strain SW-45 16S 
Proteobacteria; 


strain Pull 5.3 1 
Proteobacteria; G 


555880 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


555880 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


555880 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


555880 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


555880 Bacteria_16S 


Lacto 
555880 Bacteria _1 
muriaticus strain 
Firmicu 
555880 Bacteria_1 


G 
555880 Bacteria_16S 


16S 3267020 3266972 48 96 

ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
16S 3268438 3268390 48 96 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
16S 3366099 3366051 48 96 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
6S 3579393 3579346 49 96 gi 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
6S 3614599 3614551 48 96 gi 


gi 


bacillales; Carnobacteriaceae; Alloioc 
6S 3897435 3897387 48 96 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
6S 4209705 4209657 48 96 gi 


2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
54216 54173 53 96 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
122474 122431 53 96 gi 


acteria; Deltaproteobacteria; Syntroph 
259851 259757 1 96 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


277892 277849 52 95 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
283978 283883 1 96 gi 
in B54 16S ribosomal RNA, complete seq 
eria; Proteobacteria; Deltaproteobacte 


gi 


293143 293081 34 96 gi 
tans strain 277/49-50(8) 16S ribosomal 


asteurellaceae; Aggregatibacter. 

325029 324934 1 96 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
543537 543443 1 96 gi 
osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
763953 763878 21 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
791681 791598 13 96 gi 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
958374 958327 49 96 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
1059286 1059192 1 96 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1065393 1065298 1 96 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1164891 1164796 1 96 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 


3265947 32672 
Leg 


3267345 32688 
nellacea 


16S ribosomal RNA, partial sequence 3613485 36150 


276812 27827 


542382 54390 


762839 76433 


complete sequence 790537 79204 


1163739 11652 


219846743 


lales; 
219846742 


io 
219846673 
ti 
ridiales; 
219846523 
sequence 

a; Rhizobi 
219846496 


265678871 
uence 
ria; Desul 
265678865 
RNA, part 


265678844 
ce 32386 
ae; Prevot 
265678690 


Deferriba 
265678537 


1lteromonad 
265678518 


sychromona 
265678406 
ial sequen 
cillaceae; 
265678338 
quence 

les; Defer 
265678334 
sequence 
ria; Ocean 
228720667 


nellaceae; 


1331103 1331056 49 96 gi 


al seque 


ref|NR_026335.1 


ione 
ref 


llaceae; 
NR_026334.1 


e; Li 
ref 
nce 


egionella. 
NR_026265.1 
336503 
Clostridiaceae; 
ref |NR_026115.1 
3578376 357978 
ales; Bradyrhizo 
ref|NR_026088.1 
09 Alloiococcus 


cterale 


ref 
ial 


NR_029171.1 
sequenc 


ref |NR_029149.1 


9 325347 Prevot 
ella. 
ref|NR_028995.1 


0 Deferribacter 
cter. 
ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028821.1 
3 Psychromonas 
daceae; Psychrom 
ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref|NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref |NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref|NR_027596.1 


Mitsuokella. 


219846082 


thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 
Leg 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Alloiococcus otitis 


otitis Bacteria; 


occus. 

219846297 |ref|NR_025887.1| Tetragenococcus 

ce 3896331 3897842 Tetragenococcus muriaticus 
Tetragenococcus. 

219846069|ref|NR_025659.1| Lentibacillus 

nce 4208591 4210111 Lentibacillus salicampi 
illus. 

265679057 |ref|NR_029365.1| Pseudoalteromonas 

8961 10291 Pseudoalteromonas tunicata 

nadales; Pseudoalteromonadaceae; 

265679028 | ref |NR_029336.1| Desulfotomaculum 

1 sequence 53088 54587 Desulfotomaculum 
stridiales; Peptococcaceae; Desulfotomaculum. 
265678981|ref|NR_029289.1| Desulforhabdus 
ce 121373 122854 Desulforhabdus amnigena 
obacterales; Syntrophobacteraceae; Desulforhabdus. 
265678889 |ref|NR_029197.1| Ruegeria 
tial sequence 258782 260120 Ruegeria 
acteria; Rhodobacterales; Rhodobacteraceae; 
265678875 |ref|NR_029181.1]| Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Prevotella disiens 
ella disiens Bacteria; 


Deferribacter abyssi 
abyssi Bacteria; 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Psychromonas arctica 


arctica Bacteria; 


onas. 
Geobacillus 
Geobacillus 


Deferribacter 

3 Deferribacter 
eferribacter. 
Marinomonas 

0 Marinomonas 
rinomonas. 

Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


ref |NR_025672.1 
complete sequenc 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales; 


555880 Bacteria_ 


magneticus strain 
Proteob 


Bacteria; 
555880 Bacteria_ 


ulvae strain UL12 
Proteob 
Pseudoalteromonas. 


Bacteria; 


555880 Bacteria_ 


strain B-10-31 16 
G 


Proteobacteria; 
555880 Bacteria_ 


51271 16S ribosomal RNA, 
Clost 


Firmicutes; 
555880 Bacteria_ 


texasensis strain 
texasensis Bacter 
Actinosynnematace 
555880 Bacteria_16S 


strain CCUG 47334 
Bacteria; 


strain BA134 16S 
Bacteroidetes; 


Tenericutes; Moll 


555880 Bacteria_16S 
mediterranea stra 


mediterranea MMB- 


555880 Bacteria_16S 


burkinensis strai 
Bacteria; 


Proteobacteria; D 


555880 Bacteria_16S 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


555880 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


555880 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


555880 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


555880 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


555880 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


555880 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


555880 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


555880 Bacteria_16S 


Firmicu 
555880 Bacteria_16S 


Sp 
555880 Bacteria_16S 
lagogenitalium st 
lagogenitalium Ba 
555880 Bacteria_16S 
strain CH 16S rib 
Tenericutes; Moll 
555880 Bacteria_16S 
strain 4822 16S r 


Proteob 
555880 Bacteria_16S 
strain CVL 16S ri 


Bifidobacteriaceae; Bifidobacterium. 
16S 1369095 1369044 45 96 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
16S 1403676 1403581 1 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 

16S 1412673 1412578 1 96 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
16S 1499346 1499300 50 96 gi 
complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
16S 1536941 1536894 49 96 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1614351 1614304 49 96 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1625001 1624918 13 96 gi 
ribosomal RNA, partial sequence 
hingobacteria; 


gi 


Sphingobacteriales; Cyc 
2203272 2203221 45 96 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2210826 2210775 45 96 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2476388 2476337 45 96 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2586846 2586751 1 96 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2606839 2606788 45 96 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2614631 2614536 1 96 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2759196 2759113 13 96 gi 
rain KMM 3525 16S ribosomal RNA, partial 


cteria; Bacteroidetes; Sphingobacteria; 


ne 


v 


3233864 3233769 1 96 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3379721 3379638 13 96 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


qu 
hl 


a; 


3678461 3678367 1 96 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3699522 3699427 1 96 gi 
1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3715994 3715943 43 94 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3825727 3825665 34 96 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3836177 3836082 1 96 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


ue 
es 


ne 
ib 


11 


H 


228718692 
ence 13679 
ibrionales 
219857444 


nadales; 


224581450 
1411537 14130 
seudoalter 
219846656 
1498269 1499735 Caton 
atonella 
219857378 
al 
Ac 


Cc 


219878467 


id 
219878460 
1623889 16253 
lo 
219857597 
eq 
la 
219857592 
2209746 22112 


219857399 
2475319 24767 


219857277 
quence 

obacteria; 
219857264 
ib 
219857256 
2613469 26150 


219857147 


219846765 


219846663 
eq 


219846452 


219846437 


219846426 


3714904 37163 


219846346 


219846338 
3835060 38365 


14026 


sequenc 


16132 


iales Fa 


bacteria 


uence 
smatacea 


e 26057 
rionales 


Desulfov 


sequenc 
Sphingob 


ence 
amydiace 


uence 
Desulfo 


nce 
Deferr 


’ 


e 36983 
rionales 


38245 
ales; Pa 


alomonad 


P 


tinomyce 


ref|NR_027575.1 
77 1369516 Desul 
; Desulfovibrio 
ref|NR_025032.1 
05 1403959 Pseud 
seudoalteromona 
ref|NR_027234.1 
omon 
ref 
ella 


ref 


adaceae; Al 
NR_026248.1 
morbi ATCC 


NR_024966.1 
tales; 
ref|NR_025606.1 


XI. 
NR_025599.1 


mily 
ref 
ceae; Belliella 
ref|NR_025185.1 

2202199 220366 
e; Mycoplasma. 
ref|NR_025180.1 


ref |NR_024987.1 


ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrio 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


ref |NR_026357.1 
3232707 323424 
ae; Parachlamydi 
ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_026017.1 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; A 
ref|NR_025928.1 


aceae; 


4145663 4145612 45 96 gi 


219846117 


leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 


leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; 


ref|NR_025707.1 
4144567 414608 
Spiroplasmata 


£ 
n 


fo} 
d 


e 1535864 153737 
Pseudonoc 


59 1614770 Helcoc 
Incerta 


n 


Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 
g 


icola. 
Catonella morbi ATCC 
51271 Bacteria; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Belliella baltica 


33 Belliella baltica Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Reichenbachiella 

5 Reichenbachiella 


mmeovirgaceae; 


Parachlamydia 

7 Parachlamydia 
a. 

Desulfovibrio 

8 Desulfovibrio 
ulfovibrionaceae; 


Deferribacter 

5 Deferribacter 
ferribacter. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Avibacterium volantium 
terium volantium 
vibacterium. 

Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
Halomonas. 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 


555880 Bacteria_16S 78209 78147 34 96 gi| 265679012 
joergensenii strain B331 16S ribosomal RNA, partial sequence 


ref|NR_029320.1 
77090 78536 


Desulfospira 
Desulfospira 


joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfospira. 
555880 Bacteria_16S 201668 201622 50 96 gi| 265678929 
strain 22 16S ribosomal RNA, partial sequence 200572 20203 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 
555880 Bacteria_16S 209439 209389 46 96 gi| 265678923 
strain McClung 2004 16S ribosomal RNA, partial sequence 20835 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
555880 Bacteria_16S 262703 262657 50 96 gi| 265678885 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 


ref |NR_029237.1 


ref/NR_029231.1 


Clostridium. 
ref|NR_029191.1 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 
ncertae Sedis; Helcococcus. 


Clostridium sporogenes 


5 209857 Clostridium sporogenes 


Rubrobacter 


261591 263140 Rubrobacter 


radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 


Rubrobacteraceae; Rubrobacter. 


555880 Bacteria_16S 314390 314340 46 96 gi| 265678851 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 31331 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

555880 Bacteria_16S 422417 422371 50 96 gi| 265678773 


strain YIM 70085 16S ribosomal RNA, partial sequence 421328 42283 


555880 Bacteria_16S 493116 493070 50 96 gi| 265678723 
strain R65 16S ribosomal RNA, partial sequence 492024 49353 


ref|NR_029157.1 


Clostridium. 
ref |NR_029078.1 


ref|NR_029028.1 


Clostridium botulinum 


5 314767 Clostridium botulinum A 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; 


Yaniella. 
Marinobacter sediminum 


5 Marinobacter sediminum Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


555880 Bacteria_16S 810046 810000 50 96 gi| 265678506 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 80896 


ref|NR_028809.1 


Pseudoalteromonas 


8 810417 Pseudoalteromonas phenolica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
555880 Bacteria_16S 935156 935110 50 96 gi| 265678422 
litoralis strain JS5 16S ribosomal RNA, partial sequence 93405 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 
555880 Bacteria_16S 1005936 1005890 50 96 gi| 265678374 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequenc 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alte 
Pseudoalteromonas. 
555880 Bacteria_16S 1157235 1157189 50 96 gi| 228721492 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 11561 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriace 
555880 Bacteria_16S 1160259 1160213 50 96 gi| 228721485 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 11591 


DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococ 
555880 Bacteria_16S 1170905 1170859 50 96 gi| 228719618 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 11712 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Thermobispora. 
555880 Bacteria_16S 1290055 1289993 34 96 gi|219846501 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 12904 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterine 
555880 Bacteria_16S 1292996 1292950 50 96 gi| 228716433 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial seque 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacter 
Marinobacter. 
555880 Bacteria_16S 1361545 1361484 34 96 gi| 228719712 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 13604 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobi 
Acidimicrobiaceae; Acidimicrobium. 
555880 Bacteria_16S 1517276 1517214 34 96 gi| 219873435 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; De 
Desulfotignum. 
555880 Bacteria_16S 1988853 1988791 34 96 gi| 219878203 
strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
555880 Bacteria_16S 2040461 2040415 50 96 gi| 219878168 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 

paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; 
555880 Bacteria_16S 2271874 2271828 50 96 gi| 219857552 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 22707 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 


ref |NR_028724.1 


ref |NR_028676.1 
e 1004861 100630 


ref|NR_027615.1 


ref |NR_027608.1 


ref|NR_027583.1 
94 Thermobispora 


ref|NR_026093.1 


ref|NR_027551.1 
nce 129190 


ref|NR_027584.1 


ref|NR_025194.1 
1516159 151759 
sulfobacterales; 


ref |NR_025342.1 


teri 
ref |NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref|NR_025140.1 
90 2272278 Pseudo 


555880 Bacteria_16S 2291542 2291496 50 96 gi| 219857538 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 


ref |NR_025126.1 
2290487 229196 


Bacteriovorax 


6 935530 Bacteriovorax litoralis 
Bacteriovoracaceae; Bacteriovorax. 


Pseudoalteromonas 
8 Pseudoalteromonas 


romonadales; Pseudoalteromonadaceae; 


Streptobacillus 


511157635 Streptobacillus moniliformis 
ae; Streptobacillus. 


Desulfotomaculum 


66 1160688 Desulfotomaculum acetoxidans 
caceae; Desulfotomaculum. 


Thermobispora bispora 
bispora DSM 43833 


donocardineae; Pseudonocardiaceae; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 
ae; Coriobacteriaceae; Atopobium. 


Marinobacter 
4 1293412 Marinobacter 


ia; Alteromonadales; Alteromonadaceae; 


Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
aceae; Tatumella. 


Dolosicoccus 
7 Dolosicoccus 


Pseudoalteromonas 
alteromonas ruthenica 


seudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


555880 Bacteria_16S 
lutaoensis strain 


Bacteria; 


Bacteria; 


Firmicutes; 


Firmicutes; 


luteoviolacea Bacteria; 
Pseudoalteromonas. 
555880 Bacteria_16S 
daepoensis strain 


Clostridia; 
555880 Bacteria_16S 

psychrotolerans strain M13-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; 
555880 Bacteria_16S 
strain STR Tl 16S 
Lactobacillales; 
555880 Bacteria_16S 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; Alte 


2303511 2303465 50 96 gi 


2446246 2446184 34 96 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
555880 Bacteria_16S 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 
maricaloris Bacteria; 
Pseudoalteromonas. 
555880 Bacteria_16S 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 
555880 Bacteria_16S 
strain SMCC W459 


2447735 2447689 50 96 gi 


Proteobacteria; 


2474888 2474842 50 96 gi 


2599178 2599136 54 96 gi 
16S ribosomal RNA, partial sequence 259 

Clostridiales; Peptococcaceae; 
2732485 2732439 50 96 gi 


Firmicutes; Lactobacillales; 
2964330 2964284 50 96 gi 
ribosomal RNA, partial sequence 296 
Streptococcaceae; 

3423457 3423411 50 96 gi 
Proteobacteria; 


4019717 4019671 50 96 gi 


T5054 16S ribosomal RNA, partial sequence 23024 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
555880 Bacteria_16S 
strain CCUG 30811 


De 


Streptococcus. 


219846210 
SW-156 16S ribosomal RNA, partial sequence 


219857528 


219857422 


24451 


219857421 


219857400 


219857269 


8095 25994 


219857166 
sequence 


Carnobacteriac 


219856814 
3222 29647 


219846629 


ref 


Alter 


ref 


Alter 


ref 


Gammaproteobacteria; Alteromonadales; 


ref 


ref 


ref 


ref 


ref 


romo 


ref 


20 Streptococcus 


ce 3422380 34238 


4018632 40201 


NR_025116.1 


NR_025010.1 


NR_025009.1 


NR_024988.1 


NR_024900.1 


um. 
NR_024794.1 


eae; 
NR_024633.1 
NR_026221.1 
nadales; 


NR_025800.1 


Marinobacter 


04 2303932 Marinobacter lutaoensis 
omonadaceae; 


Marinobacter. 
Alishewanella fetalis 


48 2446624 Alishewanella fetalis 
omonadaceae; 


Alishewanella. 
Pseudoalteromonas 


2446675 2448124 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Mycoplasma 


2473825 2475268 Mycoplasma 
Mycoplasma. 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
sulfotomacul 


Marinilactibacillus 


2731401 2732858 Marinilactibacillus 
Marinilactibacillus. 


Streptococcus canis 
canis Bacteria; 


Pseudoalteromonas 


10 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Marinobacter 


27 Marinobacter 


daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 
555880 Bacteria_16S 4021263 4021217 50 96 gi|219846209|ref|NR_025799.1| Marinobacter 


flavimaris strain 


Marinobacter. 


555880 Bacteria_16S 
strain JC2056 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
555880 Bacteria_16S 
strain SEBR 2582 
Proteobacteria; 
555880 Bacteria_16S 
strain MB 1871 16S ribosomal RNA, partial sequence 
Bacillales; 
555880 Bacteria_16S 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 41706 
Gammaproteobacteria; Alteromonadales; Alteromonad 
219846081 
16S ribosomal RNA, partial sequence 


Firmicutes; 


Proteobacteria; 
555880 Bacteria_16S 
lipolyticus strain SM-19 
lipolyticus Bacteria; 


Marinobacter. 


555880 Bacteria_16S 
strain Ifremer A365 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
265678951 
167046 168502 Vibri 


Proteobacteria; 
555880 Bacteria_16S 
1721-77 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
555880 Bacteria_16S 
strain Fowl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
555880 Bacteria_16S 
strain 50 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
555880 Bacteria_16S 
strain PB 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
555880 Bacteria_16S 
398 16S ribosomal 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
555880 Bacteria_16S 


4050144 4050082 34 96 
ribosomal RNA, partial sequence 


gi 


4066672 4066622 46 96 gi 


4105885 4105835 47 96 gi 
Paenibacillus. 
96 gi 


Paenibacillaceae; 
4170237 4170191 50 


4191697 4191651 50 96 gi 


168165 168112 43 96 gi 


169689 169636 43 96 gi 


Vibrionales; 


171165 171112 43 96 


gi 
Vibrionales; 


172675 172622 43 96 


gi 


174183 174130 43 
RNA, partial sequence 


96 gi 


175691 175638 43 96 


gi 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; 


219846187 
4049074 40504 
ionibacter 
219846175 
16S ribosomal RNA, partial sequence 4065569 40669 
Deltaproteobacteria; Desulfovibrionales; 


219846100 


Proteobacteria; Gammaproteobacteria; Altero 
41901 41848 43 96 gi| 265679036 
40774 


265678950 

168553 16998 
Vibrionaceae; 
265678949 

170036 17150 
Vibrionaceae; 
265678948 

171556 17300 
Vibrionaceae; 
265678947 
173054 174520 Vibri 


265678946 


Vv 


Vv 


Vv 


Vv 


ref 


inea 


ref 


ref 


ref 


acea 
ref 


rs 


4020178 40216 
Alteromonadales; 


53 Nocardioides 
Nocardioidaceae; 


84 Desulfovibrio 
Desulfovibri 
219846149 


4104804 4106311 Paenibacillus 


64 Marinobacter 


NR_025777.1 


e; 
NR_025765.1 


onaceae; 
NR_025739.1 


NR_025690.1 


e; 
NR_025671.1 


72 Marinobacter 
Alteromonadaceae; 


Nocardioides aestuarii 
aestuarii Bacteria; 
Nocardioides. 
Desulfovibrio longus 
longus Bacteria; 


Desulfovibrio. 


Paenibacillus lactis 
lactis Bacteria; 


Marinobacter excellens 
excellens Bacteria; 


Marinobacter. 


Marinobacter 


190616 4192088 Marinobacter 


monadales; Alteromonadaceae; 

ref|NR_029344.1| Vibrio pectenicida 
42243 Vibrio pectenicida Bacteria; 

ibrio. 

ref|NR_029259.1| Vibrio mimicus strain 

o mimicus Bacteria; Proteobacteria; 

ref |NR_029258.1| Vibrio metschnikovii 

5 Vibrio metschnikovii Bacteria; 

ibrio. 

ref|NR_029257.1| Vibrio mediterranei 

5 Vibrio mediterranei Bacteria; 

ibrio. 

ref|NR_029256.1| Vibrio gazogenes 

3 Vibrio gazogenes Bacteria; 

ibrio. 

ref|NR_029255.1| Vibrio fischeri strain 

o fischeri Bacteria; Proteobacteria; 

ref|NR_029254.1| Vibrio aestuarianus 


strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


555880 Bacteria_16S 
leiognathi strain 
Proteob 
555880 Bacteria_16S 
strain 40 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
555880 Bacteria_16S 
strain ATCC 23391 
Tenericutes; Moll 
555880 Bacteria_16S 
californicum stra 
californicum Bact 
555880 Bacteria_16S 
strain LCl 16S ri 
Proteobacteria; G 
555880 Bacteria_16S 


Bacteria; 


69 16S ribosomal 


Gammaproteobacter 
555880 Bacteria_16S 
strain 289 16S ribosomal RNA, 
Proteobacteria; G 
555880 Bacteria_16S 
40M4T 16S ribosomal RNA, 
Gammaproteobacter 
555880 Bacteria_16S 
strain MV1075 16S 
Ther 
555880 Bacteria_16S 


Thermotogae; 


strain NVI 88/441 


Proteobacteria; Gammaproteobacteria; 
555880 Bacteria_16S 
strain B43 16S ri 
Proteobacteria; G 
555880 Bacteria_16S 
VR1 16S ribosomal 
Gammaproteobacter 
555880 Bacteria_16S 
subsp. vallismort 
subsp. vallismortis Bacteria; 


Salinivibrio. 


555880 Bacteria_16S 
strain SB2B 16S r 
Proteobacteria; G 
555880 Bacteria_16S 
strain YB1 16S ri 
Proteobacteria; G 
555880 Bacteria_16S 


strain MBIC3157 1 


Proteobacteria; G 
555880 Bacteria_16S 
hydrothermalis strain Slthf2 16S 
hydrothermalis Bacteria; 


Halomonas. 


555880 Bacteria_16S 


strain Althfl 16S 


strain Eplumel 16 


strain Esulfidel 


Proteobacteria; G 
555880 Bacteria_16S 


177177 177124 43 
223276 223223 43 


288412 288363 
16S ribosomal RNA, 


47 


300598 300545 43 


419370 419317 43 


486911 486858 43 


RNA, partial sequence 


616323 616270 43 


645300 645247 43 


670828 670779 47 


709798 709745 
16S ribosomal RNA, 


43 


717553 717500 43 


770058 770005 43 
RNA, partial sequence 


966059 966006 43 


1011980 1011927 43 


1136037 1135984 43 


1154149 1154096 43 


1211812 1211759 43 
Proteobacteria; 


1213289 1213236 43 
ribosomal RNA, 


1214782 1214729 43 


1216262 1216209 43 


1249549 1249500 47 


NS12 16S ribosomal RNA, partial sequence 


Sphingobacteria; 


555880 Bacteria_16S 


strain A431 16S r 


Proteobacteria; G 
555880 Bacteria_16S 


Sphingobacteriales; 
1258478 1258425 43 


1348021 1347972 47 


sequence 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


complete sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 


complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


Proteobacteria; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 


partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
555880 Bacteria_16S 
S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
555880 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 
ammaproteobacteria; Oceanospirillales; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 


96 gi 


L1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibrionales; 


96 gi 


222148 22363 
Vibrionales; Vibrionaceae; Vibrio. 


96 gi 


partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


96 gi 


in ST-6 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; 


96 gi 


96 gi 


485792 487320 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


96 gi 


96 gi 


644174 645732 Vibri 


96 gi 


96 gi 


partial sequence 
Vibrionales; Vibrionaceae; Aliivibrio. 


96 gi 


96 gi 


768965 770424 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


96 gi 


is strain DV 16S ribosomal RNA, partial sequence 
Gammaproteobacteria 


96 gi| 265678370 
1010904 10123 
Shewanellac 

96 gi| 253680766 


96 gi 


6S ribosomal RNA, partial sequence 1153118 11545 
ammaproteobacteria; Vibrionales; Vibrionaceae; P 


96 gi 


ribosomal RNA, partial 
Gammaproteobacteria; 


96 gi 


96 gi 
96 gi 


96 gi 


1248510 1249867 Runel 
Flexibacteraceae; 


96 gi 


96 gi 


418286 41972 


615203 61674 


669757 67122 


716437 71796 


1134932 11363 


1212209 12136 


1213697 12151 


1257400 12588 


265678945 

17604 
Vibri 
265678914 


265678868 


28734 


265678860 


265678775 


265678727 


265678641 


265678621 


265678602 


265678576 


70866 


265678570 


Enterobac 


265678533 


265678401 


253680754 


224581438 
sequence 
Oce 


224581437 


Halomonad 
224581436 


Halomonad 
224581404 


Halomonad 
219857416 


Runella. 
219856813 


228720860 


Halomonadaceae; 


ref|NR_029253.1| Photobacterium 

8 177513 Photobacterium leiognathi 
onaceae; Photobacterium. 
ref|NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 


ref|NR_029174.1| Mycoplasma felis 
1 288773 Mycoplasma felis Bacteria; 
ref|NR_029166.1| Mycoplasma 

299496 300945 Mycoplasma 


Mycoplasma. 
ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 
Halomonas. 
ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 


ref|NR_028946.1| Vibrio agarivorans 
4 Vibrio agarivorans Bacteria; 
ibrio. 
ref|NR_028926.1| Vibrio lentus strain 
o lentus Bacteria; Proteobacteria; 


ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 


ref|NR_028881.1| Aliivibrio wodanis 
8 710188 Aliivibrio wodanis Bacteria; 


ref|NR_028875.1 
8 Enterobacter pyrinus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028837.1| Vibrio ruber strain 
o ruber Bacteria; Proteobacteria; 


Enterobacter pyrinus 


ref|NR_028703.1| Salinivibrio costicola 
964933 966480 Salinivibrio costicola 
; Vibrionales; Vibrionaceae; 


ref|NR_028672.1| Shewanella amazonensis 
50 Shewanella amazonensis Bacteria; 

eae; Shewanella. 
ref|NR_028014.1| Vibrio coralliilyticus 
96 Vibrio coralliilyticus Bacteria; 
ibrio. 
ref|NR_028002.1| Photobacterium indicum 
25 Photobacterium indicum Bacteria; 
hotobacterium. 
ref|NR_027220.1] Halomonas 
1210750 1212158 Halomonas 
anospirillales; Halomonadaceae; 


ref|NR_027219.1| Halomonas axialensis 
46 Halomonas axialensis Bacteria; 
aceae; Halomonas. 
ref|NR_027218.1| Halomonas neptunia 
50 Halomonas neptunia Bacteria; 


aceae; Halomonas. 

ref|NR_027185.1| Halomonas sulfidaeris 
30 Halomonas sulfidaeris Bacteria; 
aceae; Halomonas. 

ref|NR_025004.1| Runella zeae strain 


la zeae Bacteria; Bacteroidetes; 
ref|NR_024632.1| Vibrio halioticoli 
27 Vibrio halioticoli Bacteria; 
ibrio 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; 


Syntrophobacterac 


eae; Syntrophobacter. 


ref|NR_027598.1] Syntrophobacter 
1346912 1348397 Syntrophobacter 
Syntrophobacterales; 


555880 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


555880 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


555880 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


555880 Bacteria_16S 


strain 75-80 16S 
Proteobacteria; 


CAIM 578 16S ribo 
Gammaproteobacter 


555880 Bacteria_16S 


strain LMG 20362 
Proteobacteria; 


R-3712 16S riboso: 
Gammaproteobacter 


555880 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; 


Gammaproteobacter 


555880 Bacteria_16S 


strain LMG 20546 
Proteobacteria; 


strain LMG 20536 
Proteobacteria; 


strain KMM 3582 1 
Proteobacteria; G 


555880 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


555880 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


555880 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


555880 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


555880 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


555880 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


555880 Bacteria_16S 


columbinasale str 
columbinasale Bac 


555880 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


555880 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


555880 Bacteria_16S 


strain SM2-1 16S 


Proteobacteria; G 


555880 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


555880 Bacteria_16S 


G 
555880 Bacteria_16S 


G 
555880 Bacteria_16S 


G 
555880 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 


G 
555880 Bacteria_16S 


G 
555880 Bacteria_16S 


1355609 1355556 43 96 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


1396212 1396163 47 96 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1658429 1658376 43 96 gi 


gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1659984 1659931 43 96 gi 
ribosomal RNA, partial sequence 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1777134 1777081 43 96 gi 


ammaproteobacteria; Vibrionales; Vibri 
1792242 1792189 43 96 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


ia; Vibrionales; Vibrionaceae; Vibrio. 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215339 2215286 43 96 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2368713 2368660 43 96 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2373215 2373162 43 96 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374721 2374668 43 96 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377745 2377692 43 96 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


se 
la 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2608448 2608355 1 94 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2733987 2733934 43 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2735477 2735424 43 96 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2736967 2736914 43 96 gi 


er 


he 


qu 
ri 


228720264 
artial seq 
mmaproteob 


228715882 
1395106 13965 


219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878435 
1658880 16603 


219878352 
16S ribosomal RNA, partial sequence 1776030 17774 
on 
219878341 
1791138 1792572 Vibri 


ace 


2199190 22006 


219857589 
2214274 22157 


219857481 


que 
sma 


219857478 
2372144 23736 


219857477 
2373653 23751 


219857475 
2376676 23781 


2379253 2379200 43 96 gi| 219857474 
ain 694 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae 

2380759 2380706 43 96 gi| 219857473 


2379691 23811 


219857263 
ia 


ls 
ia; 


219857165 
2732909 27343 


wan 


219857164 


enc 
a; 


219857163 


ae; V 


nce 
tacea 


equen 


Ocea 


ellac 


e 
Alter 


ref|NR_027590.1| Salinivibrio costicola 
uence 1354469 1355953 Salinivibrio 
acteria; Vibrionales; Vibrionaceae; 


ref|NR_027541.1| Marinitoga piezophila 
48 Marinitoga piezophila KA3 Bacteria; 


Vibrio fortis strain 
a; Proteobacteria; 


ref 
°o fo 


NR_025575.1 
rtis Bacteri 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 
1699700 1699647 43 96 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 
somal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 


ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 

ibrio. 
ref |NR_025480.1 
o chagasii Bacte 


Vibrio chagasii strain 
ria; Proteobacteria; 


1793716 1793663 43 96 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
osomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1795271 1795218 43 96 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 

1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 


v 


1796756 1796703 43 96 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 
16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1798310 1798257 43 96 gi|219878337|ref|NR_025476.1| Vibrio neptunius 
16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

2189651 2189598 43 96 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
6S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2200256 2200203 43 96 gi|219857599|ref|NR_025187.1| Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025069.1| Mycoplasma 
2367647 2369075 Mycoplasma 
e; Mycoplasma. 
ref|NR_025066.1| Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref |NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


Mycoplasma 
0 Mycoplasma 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 


ref|NR_024894.1] Neptunomonas 
ce 2607312 2608777 Neptunomonas 
nospirillales; Neptunomonas. 
ref |NR_024793.1| Shewanella sairae 
48 Shewanella sairae Bacteria; 
eae; Shewanella. 
ref|NR_024792.1] Shewanella 

2734399 2735838 Shewanella 
omonadales; Shewanellaceae; Shewanella. 
ref|NR_024791.1] Shewanella 


2735889 2737328 Shewanella 


marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 
555880 Bacteria_ 


acidipiscis strai 
acidipiscis Bacte 


555880 Bacteria_ 


strain S-1 16S ri 
G 


Proteobacteria; 
555880 Bacteria_ 


jannaschii strain 
jannaschii Bacter 


Marinobacterium. 
555880 Bacteria_ 


CECT 4600 16S rib 
G 


Proteobacteria; 


555880 Bacteria_16S 
strain ATCC 43992 
G 


Proteobacteria; 


555880 Bacteria_16S 
strain Milford 74 
G 


Proteobacteria; 


555880 Bacteria_16S 
strain ATCC 15338 
G 


Proteobacteria; 


555880 Bacteria_16S 
strain 717 16S ri 
G 
555880 Bacteria_16S 


Proteobacteria; 


nigripulchritudo 
nigripulchritudo 


555880 Bacteria_16S 


80 16S ribosomal 


Gammaproteobacter 
555880 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; 
Proteobacteria; 


strain ATCC 35912 
Bacteria; 


strain G145 16S r 
Tenericutes; Moll 


555880 Bacteria_16S 


strain A089 16S r 
Proteobacteria; 


leopharyngis stra 
Bacteria; Teneric 


555880 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


555880 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


555880 Bacteria_16S 


strain OCh 254 16 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
555880 Bacteria_16S 3951401 3951348 43 96 gi| 219846258 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 39517 


Proteobacteria; G 


555880 Bacteria_16S 


lipolyticum strai 
Bacteria; Proteob 


G 
555880 Bacteria_16S 
strain NS 16S rib 
G 
555880 Bacteria_16S 


Proteob 
555880 Bacteria_16S 
gelidimarina stra 
gelidimarina Bact 
555880 Bacteria_16S 


G 
555880 Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3749959 3749906 43 96 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3783212 3783159 43 96 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3787651 3787598 43 96 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3885003 3884950 43 96 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3900412 3900347 31 96 gi 
S ribosomal RNA, partial sequence 


on 


en 
co 


ammaproteobacteria; Alteromonadales; S 
4003140 4003087 43 96 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 


nc 
le 


555880 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


4028852 4028799 43 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


3690909 36923 


219846401 
3748871 37503 


219846375 
219846372 
3786577 37880 


219846306 
3883911 38853 


219846295 
3899350 39007 


hewanellac 
219846223 


219846204 
4027757 4029255 Shewanella aquimarina Bacteria; 
Shewanellaceae; 


aceae; V 


ce 37821 
plasma. 


40020 
Vibri 


e 
S; 


onac 


Shewanellaceae; 


16S 2837612 2837571 48 89 gi|219856899|ref|NR_024718.1| Lactobacillus 

n FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 2893102 2893049 43 96 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 

bosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 

ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 2934112 2934059 43 96 gi|219856834|ref|NR_024653.1| Marinobacterium 
IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 

ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

16S 3227771 3227718 43 96 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 

osomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 

ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3429385 3429332 43 96 gi|219846625|ref|NR_026217.1| Shewanella benthica 

16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

3558427 3558374 43 96 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 

16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3559907 3559854 43 96 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 

16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3561422 3561369 43 96 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
bosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3562943 3562890 43 96 gi|219846534|ref|NR_026126.1| Vibrio 
strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3564428 3564375 43 96 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

3565908 3565855 43 96 gi|219846532|ref|NR_026124.1| Vibrio natriegens 

16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3567414 3567361 43 96 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
osomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3568920 3568867 43 96 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 

16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3658518 3658465 43 96 gi|219846466|ref|NR_026058.1| Shewanella 
in ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

3691977 3691924 43 96 gi|219846443|ref|NR_026034.1| Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 


ibrio. 

ref |NR_025966.1| Mycoplasma 

35 3783570 Mycoplasma leopharyngis 
ref|NR_025963.1| Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


ref |NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref|NR_025885.1| Roseibium denhamense 
43 Roseibium denhamense Bacteria; 

aceae; Roseibium. 
ref|NR_025848.1| Shewanella violacea 
92 Shewanella violacea Bacteria; 

eae; Shewanella. 
ref |NR_025813.1 
46 4003543 Photob 
eae; Photoba 


Photobacterium 
acterium lipolyticum 
cterium. 


ref|NR_025794.1| Shewanella aquimarina 


Shewanella. 


GCATCCGTAGTTGCCAGCGATACCCCGAGGTAGTCGGGTACACTACGGAGACCGCCGACGCTAAGTCGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCG 
AATGGACTGGGCAACACGCGGGCTACAATGGTCGAGACAATGGGTCGCGATACCGAGAGGTAGAGCTAATCTCCCAAACTCGGTCGTAGTTCGGATTGTGGGCTG 
AAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTG 
AGGTCCGGATGAGGCCATCATGCGATGGTCAAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGAGGAATCTGCGGCTGGATCACNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTCGC 
ACGAGTTTAGACTCGTGGCATATAGCTCAGTAACACGTGGCCAAACTACCCTACAGACCGCGATAACCTCGGGAAACTGAGGCCAATAGCGGATATAACTCTCAG 
GCTGGAGTGCCGAGAGTTAGAAACGTTCCGGCGCTGTAGGATGTGGCTGCGGCCGATTAGGTAGATGGTGGGGTAACGGCCCACCATGCCGATAATCGGTACAGG 
TTGTGAGAGCAAGAGCCTGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAGGGGGA 
CTCCGAGTGTGAGGGCATATAGCCCTCGCTTTTCTGTACCGTAAGGTGGTACAGGAACAAGGACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGT 
CCAAGTGATGGCCGATATTATTGGGCCTAAAGCGTCCGTAGCTTGCTGTGTAAGTCCATTGGGAAATCGACCAGCTCAACTGGTCGGCGTCCGGTGGAAACTACA 
CAGCTTGGGGCCGAGAGACTCAACGGGTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGACCACCAATGGGGAAACCACGTTGAGAGACCGGACCCG 
ACAGTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACAATGCTCGCTAGGTATGTCACGCGCCATGAGCACGTGATG 
TGCCGTAGTGAAGACGATAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGGTTT 
AATTGGACTCAACGCCGGACATCTCACCGGTCCCGACAGTAGTAATGACAGTCAGGTTGACGACTTTACTCGACGCTACTGAGAGGAGGTGCATGGCCGCCGTCA 
GCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACACTTCTAGTTGCCAGCAACACCCCTGCGGTGGTTGGGTACACTAGGAGGACTGCCA 
TTGCTAAAATGGAGGAAGGAATGGGCAACGGTAGGTCAGTATGCCCCGAATGGACCGGGCAACACGCGGGCTACAATGGCTATGACAGTGGGACGCAACGCCGAG 
AGGCGAAGCTAATCTCCAAACGTAGTCGTAGTTCGGATTGCGGGCTGAAACCCGCCCGCATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGA 
ATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGTCATGCGACGGTCGAATCTGGGCTCCGCAAGGGGGCTTAAG 
TCGTAACAAGGTAGCCGTAGAGGAATCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACTCCGGTTGATCC 
TGCCGGAGGCCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGTACGAGTTTAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTCTGGAG 
CGCGACAACCTCGGGAAACTGAGGCTAATCGTGCATACCGCTCTCATGCTGGAAGTTGCAGAGAGCTCGAAATGCCCCGGCGCCAGAGGATGTGGCTGCGGCCGA 
TTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGG 
GCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGTGCGATAAGGGGACTCCAAGTGCGAGGGCATAGAGCCCTCGCTTTTCACGACCGTAAGGAGGTCGTAGA 
ATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGGCCGCTCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTC 
CATCGGGAAATCCGCACGCTTAACGTGCGGGCGTCCGGTGGAAACTGCGTGGCTTGGGACCGGAAGATCCAGAGGGTACGTCCGGGGTAGGAGTGAAATCCTGTA 
ATCCTGGACGGACCACCGGTGGCGAAAGCGCTCTGGAAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGA 
GCTGTAAACGATGTCTGCTAGGTGTGCCACAGGCTACGAGCCTGTGGTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAA 
CTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAGTAGCAATGAAAATCAGT 
GTGATGAGCTTATTGGAGCTACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAA 
TTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTG 
GGCAACACGCGGGCTACAATGGTCGAGACAGTGGGACGCAACCCCGAGAGGGGGCGCTAATCTCCGAAACTCGATCGTAGTTCGGATTGCGGACTGAAACTCGTC 
CGCATGAAGCTGGATTCGGTAGTAATCGCCGTTCAGAAGACGGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGA 
TGAGGCCCCTGTACGGGGGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCANNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGG 
CGCGCTCTGCGCGCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGCCTGAGG 
TACTGGAAGGTCCTCAGGCCGAAAGGGGCATCTGCCCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGT 
ACGGGCCATGAGAGTGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGCAACCGCGACGG 
GGGGACCCCCAGTGCCGTGGCATAGCCACGGCTTTTCCGGAGTGTAAAAAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGC 
GGCCCGAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATACT 
GCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGT 
CCGACGGTGAGGGACGAAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGCTTCGAGCTCGCC 
CGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGG 
TTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTC 
AGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCG 
GCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCGACCCCGAA 
AGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATCGCGGGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCG 
AATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTCCGGGTGAGGCCTGGTCTCCCTTCGGGGAGGCCGGGTCGAGCCTGGGCTCCGT 
GAGGGGGGAGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTACGGCTCGATCACCTCCTATCGCCGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCACACTCGTGGCGAAAAGCTCAGT 
AACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTGAGGCTAATAGTTCATACGGGAGTCATGCTTGAATGCCGACTCCCCGAAACGCTCCGG 
CGCTGTAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGAACAAGAGCCCGGAGACGGAATCT 
GAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGCGATAAGGGGACCCCAAGTGCGAGGGCATATAGTCCTCGCTT 
TTCTCGACTGTAAGGCGGTCGAGGAATAAGAGC TGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATGACCGATATTATTGGGCCTAAA 
GCGTCCGTAGCCGGCCATGAAGGTTCATCGGGAAATCCGCCAGCTCAACTGGCGGGCGTCCGGTGAAAACCACATGGCTTGGGACCGGAAGGCTCGAGGGGTACG 
TCTGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGGGACGAAAGCTAGGGTCTCGAAC 
CGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGTGTGGCACAGGCTACGAGCCTGTCTTGTGCCGTAGGGAAGCCGTGAAGCGAGCCGCCT 
GGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGC 
TCCGACTACAGTAATGACGGTCAGGTTGATGACCTTACCACGACGCTGTAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCA 
GGCAACGAGCGAGACCCGCACTTCTAATTGCCAGCAACAGTTTCGACTGGTTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCGGAGGAAGGAACGGGCAACGG 
TAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGTCAAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAATCTCCTAAACTTGATCGTA 
GTTCGGATTGAGGACTGAAACTCGTCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCACAAGAGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCC 
GTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCGAATCTGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCG 
GCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTGGTTNGATCCTGCCGGGCGGCCACTGCTATCAAGTT 
CCGACTAAGCCATGCGAGTCAAGGTATCGTAAGATGCCGGCATACTGCTCAGTAACACGTGGATAATTTACCCTTGGGAAAGGGATAACCTCGGAAAACTGAGGC 
TAATACCTTATAGTTGCTTAAAACTGGAAGGTTTAGGCAATGAAAGTTTCGACGCCCAAGGATAAGTCTGCGGCCTATCAGGTAGTAGGTGGTGTAACGGACCAC 
CTAGCCTTAGACGGGTACGGGCCCTGGGAGGGGTAGCCCGGAGATGGACTCTGAGACATAAGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTGTGCAATG 
CGCGAAAGCGCGACACGGGGAGCTTGAGTGTCTTGGCATAGCCAAGACTTTTCTTATACCTAAAAAGTATAAGGAATAAGTGCTGGGTAAGACGGGTGCCAGCCG 
CCGCGGTAACACCCGCAGCACAAGTGGTGGTCACTTTTATTGAGCCTAAAGCGTTCGTAGCCGGTTTTGTAAATCTTCAGGTAAATCCTGAAGCCTAACTTCAGA 
AGGCCTGAAGAGACTGCAAAACTTGAGATCGGGTGAGGTTAAACGTACTTTCAGGGTAGGGGTAAAATCCTGTAATCCTGGAAGGACGACCGGTGGCGAAGGCGT 
TTAACTAGAACGAATCTGACGGTGAGGAACGAAGGCTAGGGTAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACACTGCCCACTTGATGTTGCTTT 
TCCGTTGAGGGAAGGCAGTGTCGGAGCGAAGGTGTTAAGTGGGCCGCTTGGGAAGTATGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCGCAAC 
GGGAGGAATGTGCGGTTTAATTGGATTCAACGCCGGAAAACTCACCGGGAACGACCTGTGGATGAGAGTCAACCTGACGAGTTTACTCGATAGCAGGAGAGGTGG 
TGCATGGCCGTCGTCAGCTCGTACCGTAGGGCGTTCACTTAAGTGTGATAACGAGCGAGACCCACATCTCTAATTGCTAATGTATATGCGAATATACATGCACTT 


555880 Bacteria_16S 


strain SW-117 16S 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
555880 Bacteria_16S 
HDS1-1 16S riboso 
Gammaproteobacter 
555880 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; 


strain G3-29 16S 
Proteobacteria; 


strain 1H 9 16S 
Proteobacteria; 


strain G-16.1 16S 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

555880 Bacteria_16S 560340 560292 49 96 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

555880 Bacteria_16S 773152 773104 48 96 gi|265678531|ref|NR_028835.1]| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

555880 Bacteria_16S 779397 779349 48 96 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
555880 Bacteria_16S 849604 849509 1 96 gi|265678480|ref|NR_028783.1| Klebsiella 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 

555880 Bacteria_16S 890342 890294 49 96 gi| 265678451 |ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

555880 Bacteria_16S 959917 959877 50 90 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

555880 Bacteria_16S 967642 967590 44 96 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

555880 Bacteria_16S 973746 973698 48 96 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

555880 Bacteria_16S 1276447 1276395 44 96 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
555880 Bacteria_16S 1367497 1367449 48 96 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 


strain E58 16S ri 


strain TN-272 16S 
Firmicutes; Clost 


555880 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


555880 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


555880 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


555880 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


555880 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


555880 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


G 
555880 Bacteria_16S 


G 
555880 Bacteria_16S 


G 
555880 Bacteria_16S 


4030402 4030349 43 96 
ribosomal RNA, partial sequence 


gi 


Ss 
4047107 4047054 43 gi 
mal RNA, partial sequence 


ia; Vibrionales; Vibrionaceae; Vibrio. 


96 


ribosomal RNA, partial sequence 


bosomal RNA, complete sequence 

1409613 1409566 48 96 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1863881 1863829 44 96 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865463 1865411 44 96 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


gi 


nce 
Ly 


s 
a; 


1976326 1976278 48 96 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
2088149 2088097 44 96 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2207793 2207745 48 96 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ce 
ac 


1 
su 


he 


219846203 
4029306 40308 
wanellac 
219846189 
4045996 4047515 Vibri 


4186000 41874 


1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
555880 Bacteria_16S 224581401 
1408524 14099 
Clostridiu 


219878292 


e 1862 
illales 


219878291 


equence 
Oceano 


219878211 


1975 
terales 


219878131 


sequenc 
1lfuroba 


219857594 
2206719 22081 


2365686 2365638 48 96 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857483 
2364627 2366086 Mycoplasma elephantis Bacteria; 


ref|NR_025793.1| Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 

eae; Shewanella. 
ref|NR_025779.1 
Oo ezurae Bacteri 


Vibrio ezurae strain 
a; Proteobacteria; 


4179476 4179423 43 96 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
6S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4187095 4187042 43 96 gi|219846085|ref|NR_025675.1| Vibrio superstes 


86 Vibrio superstes Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
215652 215600 44 96 gi|265678919|ref|NR_029227.1| Halomonas elongata 
ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
491615 491563 44 96 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 


26 Chlamydophila pecorum E58 Bacteria; 
ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 

m. 
ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
NR_025430.1 
1864353 186588 
pirillales; Halo 


Chromohalobacter 

halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


7 


’ 


s 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025270.1 

2087053 208849 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 

Desulfurobacterium 
8 Desulfurobacterium 
teriaceae; Desulfurobacterium. 
ref|NR_025182.1| Mycoplasma dispar 
93 Mycoplasma dispar Bacteria; 


2 


v 


e 
Cc 


ref|NR_025071.1| Mycoplasma elephantis 


555880 Bacteria_16S 


equigenitalium strain T37 16S ribosomal RNA, partial se 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 


555880 Bacteria_16S 
strain YKJ-16 16S 


555880 Bacteria_16S 


nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Chromati 


Bacteria; 
555880 Bacteria_16S 
pneumoniae strain 


555880 Bacteria_16S 


thoraltensis strain S69 16S ribosomal RNA, partial sequ 


Bacteria; Firmicutes; 
555880 Bacteria_16S 

strain Z-7692 16S 
Spirochaetes; 
555880 Bacteria_16S 


strain FB2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


555880 Bacteria_16S 


marismortui strain ATCC 17056 16S ribosomal RNA, partial 


marismortui Bacteria; 
Chromohalobacter. 
555880 Bacteria_16S 
strain ATCC 49336 


Spirochaetales; 


2367196 2367148 48 


2391434 2391382 44 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


2470511 2470463 48 


2982634 2982586 48 


TW-183 16S ribosomal RNA, partial seq 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydi 


3217167 3217121 50 


Lactobacillales; 
3315685 3315617 28 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


3353680 3353628 44 


3385837 3385785 44 
Proteobacteria; 


3387310 3387258 44 


16S ribosomal RNA, partial sequence 


Gammaproteobacter 


96 gi 


96 gi 


219857482 
quence 


ref|NR_025070.1 


ref|NR_025054.1 


Mycoplasma 


2366137 2367596 Mycoplasma 
lasmataceae; Mycoplasma. 
219857466 
2390343 23918 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Halomonadaceae; Halomonas. 
96 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
ce 2469412 2470870 Thioalkalivibrio nitratis 
ales; Ectothiorhodospiraceae; Thioalkalivibrio. 
96 gi|219846935|ref|NR_026527.1| Chlamydophila 
uence 2981577 2983055 Chlamydophila 
aceae; Chlamydophila. 
96 gi|219846776|ref|NR_026368.1| Streptococcus 


96 gi 


96 gi 


219846710 
3314589 33160 
Spirochaeta. 

219846682 
3352589 33540 


Streptococcus. 
ref|NR_026302.1 


ref |NR_026274.1 


ence 3216071 3217589 Streptococcus thoraltensis 
Streptococcaceae; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Halomonadaceae; Halomonas. 
96 gi|219846659|ref|NR_026251.1| Chromohalobacter 
sequence 3384746 3386168 Chromohalobacter 
ia; Oceanospirillales; Halomonadaceae; 
96 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 


555880 Bacteria_16S 


3751492 3751444 48 


96 gi 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequ 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplas 


219846398 


alomonadaceae; Halomonas 
ref|NR_025989.1 
3750418 375189 
Mycoplasma. 


ence 
mataceae; 


3386219 3387691 Halomonas eurihalina Bacteria; 


Mycoplasma 
2 Mycoplasma 


555880 Bacteria_16S 3824196 3824134 34 96 gi| 219846347 |ref|NR_025938.1| Haemophilus 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Haemophilus. 

555880 Bacteria_16S 3837665 3837613 44 96 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

555880 Bacteria_16S 3895854 3895806 48 96 gi|219846298|ref|NR_025888.1 


strain HAR-13 16S 
555880 Bacteria_16S 


Bacteroidetes; 
555880 Bacteria_16S 


strain SS20 16S ribosomal RNA, partial sequence 


ribosomal RNA, 


Sphingobacteria; 


3985316 3985268 48 


4056029 4055977 44 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


96 gi 


96 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 


555880 Bacteria_16S 
aurantiaca strain 
Bacteria; 
555880 Bacteria_16S 


strain HO14 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 
555880 Bacteria_16S 


192477 192418 34 


311347 311252 1 


488524 488429 1 


93 gi 


JB103 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Methylococ 


96 gi 


96 gi 


ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 


Bacteria; 
555880 Bacteria_16S 
strain DV1140 16S 
Thermotogae; 
555880 Bacteria_16S 


strain DSM 2588 16S ribosomal RNA, 
Sphingobacteria; 


Bacteroidetes; 
555880 Bacteria_16S 


strain SS-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
555880 Bacteria_16S 


505509 505415 1 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 
265678418 
partial sequence 940206 94166 
Sphingobacteriales; Chiti 


941301 941218 13 


976807 976712 1 


981184 981138 49 


Sphingobacteriales; 


Proteobacteria; Gammaproteobacteria; Oceanospir 


96 gi 


96 gi 


96 gi 


Sapro 


96 gi 


barnesii strain SES-3 16S ribosomal RNA, partial sequence 


Bacteria; 
555880 Bacteria_16S 


1050272 1050177 1 


Proteobacteria; Epsilonproteobacteria; Campylob 


96 gi 


3894733 38962 


219846235 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteriales; Fla 


265678935 


265678853 
310195 31168 
Spirochaetaceae; Borrelia; 
265678726 


265678715 
504361 50587 


265678393 
975693 97713 


265678390 


265678345 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 


ref|NR_025825.1 


Roseivirga. 
NR_025773.1 


ref 


alomonadaceae; Halomonas 
ref |NR_029243.1 
ce 191357 192822 Methyl 
cales; Methylococcaceae; 
ref |NR_029159.1 
Borrelia burgdorferi gro 
ref |NR_029031.1 

487371 488866 Marino: 
illales; Marinomonas. 
ref |NR_029020.1 


ref |NR_028720.1 


nophagaceae; 
ref 


Chitinophag 
NR_028695.1 


spiraceae; Lewinella. 
ref |NR_028692.1 
980099 981569 Sulfur 
acterales; Campylobacter 
ref|NR_028647.1 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 
mmeovirgaceae; 
219846183 
4054980 40563 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Methylomonas 
omonas aurantiaca 
Methylomonas. 
Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Marinomonas 
monas ushuaiensis 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Chitinophaga pinensis 


3 Chitinophaga pinensis Bacteria; 


a. 
Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Balnearium 


1049100 105058 


0 Balnearium 


lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 


555880 Bacteria_16S 1379768 1379674 1 96 gi|228717469|ref|NR_027563.1| Oceanibulbus indolifex 
HEL-45 16S ribosomal RNA, partial sequence 1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanibulbus. 

555880 Bacteria_16S 1385770 1385675 1 96 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

555880 Bacteria_16S 1503734 1503688 49 96 gi|219846475|ref|NR_026067.1| Rhizobium tropici 


strain USDA 9030 


555880 Bacteria_16S 
livingstonensis s 
livingstonensis B 


Shewanella. 


555880 Bacteria_16S 
strain M384 16S r 
Ba 


Bacteroidetes; 


555880 Bacteria_16S 
strain 63 16S rib 


Proteobacteria; 


555880 Bacteria_16S 


strain Y223G 16S 
Proteobacteria; 


16S ribosomal RNA, partial sequence 1502684 15041 


57 Rhizobium tropici Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

1847354 1847259 1 96 gi|219878304|ref|NR_025443.1| Shewanella 
train NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
acteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 

2046777 2046682 1 96 gi|219878161|ref|NR_025300.1| Prevotella albensis 
ibosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

2092644 2092549 1 96 gi|219878128|ref|NR_025267.1| Shewanella baltica 
osomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 

Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2717241 2717146 1 96 gi|219857177|ref|NR_024805.1| Colwellia piezophila 

ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
2828517 2828423 1 96 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 


555880 Bacteria_16S 
strain IHB1 16S r 
Ther 
555880 Bacteria_16S 
CMN3 16S ribosoma 
Ss 
555880 Bacteria_16S 


Thermotogae; 


Spirochaetales; 


japonicum strain 


japonicum Bacteri 
555880 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
555880 Bacteria_16S 
pontiacus ChLG-10 
Proteob 
555880 Bacteria_16S 
strain B422 16S r 
Ba 
555880 Bacteria_16S 
strain JB13 16S r 
G 
555880 Bacteria_16S 


Bacteria; 


Bacteroidetes; 


Proteobacteria; 


strain S51-W 16S 
Proteobacteria; 


strain Hk501 16S 


Spirochaetes; 


Spirochaetales; S 


555880 Bacteria_16S 
strain HT31 16S r 


Spirochaetes; Spi 


555880 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


555880 Bacteria_16S 


strain KMM 3554 1 


strain BA160 16S 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 
555880 Bacteria_16S 14560 14514 50 96 gi|265679054|ref|NR_029362.1 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; F 
Francisella. 

555880 Bacteria_16S 19155 19109 50 96 gi|265679051|ref|NR_029359.1 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 


G 
555880 Bacteria_16S 


Spi 
555880 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 


ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3587117 3587058 34 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3796738 3796643 1 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
3915554 3915459 1 96 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3916970 3916875 1 96 gi 


ae 


et. 


ol 


v 


ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
4167248 41671541 96 gi 
KMM 3584 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


qu 


, 


4168730 4168636 1 96 gi 
ho 
4237029 4236978 45 96 


ribosomal RNA, partial sequence 


gi 


2827347 28288 


2845247 2845152 1 96 gi| 219856894 
1 RNA, partial sequence 2844116 2845615 Borre 
pirochaetaceae; Borrelia; Borrelia burgdorferi g 
2932640 2932545 1 96 gi| 219856835 

ATCC 19191 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; Oceanosp 
2961247 2961152 1 96 gi|219856816 
2960112 2961625 Colwe 

ia; Alteromonadales; Colwelliaceae; Colwellia. 
3144240 3144146 1 96 gi| 219846826 
16S ribosomal RNA, partial sequence 31431 
acteria; Alphaproteobacteria; Rhodobacterales; R 
3573480 3573385 1 96 gi| 219846527 


3572354 35738 


219846518 
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555880 Bacteria_16S 35896 35850 50 96 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

555880 Bacteria_16S 37403 37357 50 96 gi|265679039|ref|NR_029347.1| Sulfitobacter 


guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 
555880 Bacteria_16S 96371 96325 50 96 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 


555880 Bacteria_16S 111589 111543 50 96 gi|265678988|ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

555880 Bacteria_16S 133061 133015 50 96 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

555880 Bacteria_16S 146669 146623 50 96 gi| 265678965 |ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

555880 Bacteria_16S 233777 233731 50 96 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 


sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 
555880 Bacteria_16S 305156 305110 50 96 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
555880 Bacteria_16S 358218 358172 50 96 gi| 265678816 |ref|NR_029121.1| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 


555880 Bacteria_16S 365751 365705 50 96 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

555880 Bacteria_16S 379312 379266 50 96 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 


strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 


555880 Bacteria_16S 434879 434833 50 96 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

555880 Bacteria_16S 477611 477565 50 96 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

555880 Bacteria_16S 503913 503867 50 96 gi|265678716|ref|NR_029021.1| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 


vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 
555880 Bacteria_16S 571015 570969 50 96 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

555880 Bacteria_16S 572507 572461 50 96 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 
555880 Bacteria_16S 584460 584414 50 96 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 


555880 Bacteria_16S 793178 793132 50 96 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

555880 Bacteria_16S 848173 848127 50 96 gi| 265678481 |ref|NR_028784.1| Paracoccus 


kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

555880 Bacteria_16S 858639 858593 50 96 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
555880 Bacteria_16S 928943 928897 50 96 gi|265678426|ref|NR_028728.1| Roseovarius 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseovarius nubinhibens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 
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ain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
teria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 

1903724 1903679 50 96 gi|219878261|ref|NR_025400.1| Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Hymenobacter 

7 Hymenobacter 
teraceae; Hymenobacter. 
Thermosipho geolei 
sipho geolei Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Anoxynatronum 
atronum sibiricum 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


v 


ref 
2 


NR_025215.1 
162629 216416 


Desulfovibrio 
3 Desulfovibrio 


hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


555880 Bacteria_16S 2268833 2268787 50 


96 


strain Pl 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


555880 Bacteria_16S 2270361 2270315 50 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 


azotonutricium Bacteria; 
555880 Bacteria_16S 


Spirochaetes; 
2281020 2280974 50 


96 


96 


strain 852 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 
strain ACEM 9 16S 


2294606 2294560 50 


555880 Bacteria_16S 2336802 2336756 50 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseinatronobacter. 


555880 Bacteria_16S 2341316 2341270 50 


96 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


96 


96 


strain LBB1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


555880 Bacteria_16S 2443150 2443104 50 


strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


555880 Bacteria_16S 2480861 2480815 50 


96 


96 


strain H/T1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 2483882 2483836 50 


strain B1/Tl 16S 


555880 Bacteria_16S 
hyointestinalis subsp. 


2526258 2526212 50 


Campylobacterales; Campylobacteraceae; 
555880 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; 
555880 Bacteria_16S 


2739888 2739842 50 


Clostridia; 
2790868 2790822 50 


strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; Thermotoga. 


Bacteria; Thermotogae; 
555880 Bacteria_16S 


Thermotogales; 
2926567 2926521 50 


96 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


96 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 


gi|219857554 
2267708 22692 


gi|219857553 


Spirochaetales; Spirochaetaceae; 


gi| 219857546 
2279959 22814 


gi|219857535 
2293525 22949 


gi|219857504 


gi|219857501 
2340265 23417 


gi|219857424 
gi|219857396 
2479798 24812 


gi| 219857394 
2482825 24842 


gi| 219857360 
RNA, pa 


Rhodobacterales; 


ref|NR_025142.1| Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 
Desulfofaba. 
ref|NR_025141.1] Treponema 

2269277 2270739 Treponema 
Treponema. 
ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025123.1|] Shewanella olleyana 

83 Shewanella olleyana Bacteria; 

eae; Shewanella. 

ref|NR_025092.1| Roseinatronobacter 
2335756 2337102 Roseinatronobacter 

Rhodobacteraceae; 


ref|NR_025089.1| Rhodobaca bogoriensis 
21 Rhodobaca bogoriensis Bacteria; 
aceae; Rhodobac 
ref|NR_025012.1| Shewanella japonica 
41 Shewanella japonica Bacteria; 
eae; Shewanella. 
ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


o@ 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref |NR_024948.1 
rtial sequence 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Campylobacter. 


96 


Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


96 


96 


carotinifaciens strain E-396 16S ribosomal RNA, 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rh 


Paracoccus. 


555880 Bacteria_16S 3043417 3043371 50 


96 


strain lacT 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


555880 Bacteria_16S 3063211 3063165 50 


mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 


555880 Bacteria_16S 3085736 3085690 50 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


555880 Bacteria_16S 3087181 3087135 50 


denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
555880 Bacteria_16S 3109596 3109550 50 
strain Nl 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 
555880 Bacteria_16S 


3135117 3135071 50 


strain A901/1 16S ribosomal RNA, partial sequence 
Rhodobacterales; Rhodobacter 


Proteobacteria; Alphaproteobacteria; 


555880 Bacteria_16S 3162520 3162474 50 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; 


Antarctobacter. 
555880 Bacteria_16S 


3163983 3163937 50 


strain Ekho Lake-172 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


555880 Bacteria_16S 3205100 3205054 50 


96 


96 


96 


96 


complete sequence 
Rhodobacterales; Rhodobacter 


96 


96 


96 


96 


strain HA2P 16S ribosomal RNA, partial sequence 


Spirochaetes; Spirochaetales; 


gi|219857161 
27388 

Thermod 

gi|219857123 


gi| 219856839 
complete sequence 


gi|219846894 
3042319 30437 
Desulfov 
gi|219846880 
Rhod 
gi| 219846865 


sequenc 


gi|219846864 


gi| 219846849 
3108566 31099 


gi| 219846832 
3134094 31355 


gi|219846814 


gi| 219846813 
31629 


Rhodobacterales; 


Rhodobacterales; 


ref|NR_024789.1| Thermodesulfobium 

10 2740172 Thermodesulfobium narugense 
esulfobiaceae; Thermodesulfobium. 
ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


ref|NR_024658.1] Paracoccus 
2925520 2926971 Paracoccus 
odobacterales; Rhodobacteraceae; 


ref|NR_026486.1| Desulfovibrio zosterae 
95 Desulfovibrio zosterae Bacteria; 
ibrionaceae; Desulfovibrio. 

NR_026472.1| Sulfitobacter 

3062186 3063600 Sulfitobacter 
obacterales; Rhodobacteraceae; 


ref|NR_026457.1] Paracoccus 
e 3084717 3086111 Paracoccus 
Rhodobacteraceae; 


NR_026456.1| Paracoccus 
3086162 3087556 Paracoccus 


Rhodobacterales; Rhodobacteraceae; 


ref|NR_026441.1| Rhodovulum iodosum 
80 Rhodovulum iodosum Bacteria; 

aceae; Rhodovulum. 

ref|NR_026424.1| Paracoccus alkenifer 
01 Paracoccus alkenifer Bacteria; 
aceae; Paracoccus. 

ref|NR_026406.1] Antarctobacter 
161511 3162910 Antarctobacter 
Rhodobacteraceae; 


Ww 


ref|NR_026405.1| Roseovarius tolerans 
61 3164378 Roseovarius tolerans Bacteria; 
Roseovarius. 


gi|219846785 
3204032 32054 


Spirochaetaceae; Treponema. 


ref|NR_026377.1| Treponema amylovorum 
74 Treponema amylovorum Bacteria; 


555880 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


555880 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


555880 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


555880 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


555880 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


frigidimarina str 
frigidimarina Bac 


555880 Bacteria_16S 
rain ACAM 179 16S ribosomal RNA, parti 


psychrotropica st 
psychrotropica Ba 


555880 Bacteria_16S 


strain E-37 16S r 
strain M165/69 16 
Tenericutes; Moll 


strain SL1 16S ri 
Thermotogae; Ther 


555880 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


strain PS6 16S ri 
Tenericutes; Moll 


strain Wai33 16S 
Deinococcus-Therm 


555880 Bacteria_16S 
in THI 011 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


555880 Bacteria_16S 


strain DM-82 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
555880 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


555880 Bacteria_16S 


strain MB-G2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
555880 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; Sp 


555880 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; Sp 


555880 Bacteria_16S 


ornithinivorans s 
ornithinivorans B 
Algoriphagus. 


3229267 3229221 50 


16S ribosomal RNA, partial sequence 3228194 32296 


ridia; Clostridiales; 
3317188 3317142 50 


rochaetales; 
3318709 3318663 50 


rochaetales; 
3451660 3451614 50 


motogales; 
3600982 3600932 46 


3660068 3660022 50 
ain ICP1 16S ribosomal 
teria; Proteobacteria; 
3663128 3663082 50 


cteria; Proteobacteria; 
3717426 3717380 50 


3754530 3754484 50 


3778686 3778640 50 
motogales; 
3780186 3780140 50 


ribosomal RNA, partial 


3799728 3799682 50 


3877229 3877183 50 
ribosomal RNA, partial 
us; Deinococci; 
3936785 3936739 50 


3938219 3938173 50 
ribosomal RNA, partial 


3954432 3954386 50 
3955869 3955823 50 
ribosomal RNA, partial 
3979431 3979385 50 


hingobacteria; 
4007601 4007555 50 


hingobacteria; 
4096903 4096857 50 


acteria; Bacteroidetes; 


555880 Bacteria_16S 
halophilus strain JC2051 16S ribosomal RNA, partial seq 


halophilus Bacter 


555880 Bacteria_16S 
mannitolivorans strain JC2050 16S ribosomal RNA, partia 


mannitolivorans B 
Algoriphagus. 


555880 Bacteria_16S 
HT 2-1 16S ribosomal RNA, partial sequence 


4098389 4098343 50 


ia; Bacteroidetes; 
4099845 4099799 50 


acteria; Bacteroidetes; 


ria; Rhodo 
96 gi|219846267 
sequence 3937190 39385 
hodobacter 
96 gi| 219846256 
ain W4 16S ribosomal RNA, partial sequence 39533 
acteria; Alphaproteobacteria; Rhodobacterales; R 
96 gi| 219846255 
sequence 3954838 39562 
hodobacter 
96 gi| 219846239 
39784 
Sphingobacteriales; Flexibacterac 
96 gi| 219846218 
4006528 40080 
Sphingobacteriales; Cyclobacteria 
96 gi|219846155 
train JC2052 16S ribosomal RNA, partial sequence 
Sphingobacteria; Sphingo 
96 gi|219846154 
uence 
Sphingobacteria; Sphingobacte 
96 gi| 219846153 
1 sequence 
Sphingobacteria; Sphingo 
96 gi|219846150 


4104325 4104279 50 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


Clostridiales Family XI. I 
96 gi| 219846709 
3316113 33175 

Spirochaeta. 
96 gi| 219846708 
3317638 33191 

Spirochaeta. 
96 gi|219846609 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogaceae; 


6S ribosomal RNA, partial sequence 3599877 36013 
bacillales; Carnobacteriaceae; Dolosig 
555880 Bacteria_16S 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
555880 Bacteria_16S 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
555880 Bacteria_16S 
bosomal RNA, partial sequence 
Thermotogaceae; 


icutes; Mycoplasmataceae; Mycoplasma. 
555880 Bacteria_16S 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
555880 Bacteria_16S 


Thermales; 


16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


96 gi|219846768 


Thermotoga. 


96 gi| 219846506 


Anaerococcus octavius 
00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 
ref|NR_026301.1| Spirochaeta alkalica 
87 Spirochaeta alkalica Bacteria; 


ref|NR_026360.1 


ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


ranulum. 
96 gi|219846465|ref|NR_026057.1| Shewanella 
RNA, partial sequence 3658961 3660465 Shewanella 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
96 gi|219846463|ref|NR_026055.1| Colwellia 
al sequence 3662041 3663526 Colwellia 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
96 gi|219846425|ref|NR_026016.1| Sagittula stellata 
3716418 3717790 Sagittula stellata Bacteria; 
hodobacteraceae; Sagittula. 
96 gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi 


3753459 37549 
96 gi| 219846378 
3777587 37790 
Thermotoga. 
96 gi| 219846377 
sequence 3779118 37805 
96 gi| 219846363 
3798661 38001 


96 gi| 219846311 

sequence 3876152 38776 
Thermaceae; Thermus. 

96 gi| 219846268 
sequence 


32 Mycoplasma bovoculi Bacteria; 


ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


ref|NR_025901.1| Thermus filiformis 
26 Thermus filiformis Bacteria; 


Paracoccus 
9 Paracoccus 
obacteraceae; 


ref|NR_025858.1 
3935756 393713 
bacterales; Rhod 


ref|NR_025857.1| Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 
aceae; Paracoccus. 
ref|NR_025846.1] Rhodovulum 
99 3954787 Rhodovulum sulfidophilum 
hodobacteraceae; Rhodovulum. 
ref|NR_025845.1| Rhodovulum strictum 
24 Rhodovulum strictum Bacteria; 
aceae; Rhodovulum. 
ref |NR_025829.1| Cytophaga aurantiaca 
37 3979693 Cytophaga aurantiaca Bacteria; 
eae; Cytophaga. 
ref|NR_025808.1| Algoriphagus marincola 
03 Algoriphagus marincola Bacteria; 
ceae; Algoriphagus. 
ref|NR_025745.1| Algoriphagus 

4095844 4097268 Algoriphagus 
bacteriales; Cyclobacteriaceae; 


ref|NR_025744.1 
4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 
4098796 410017 
bacteriales; Cyc 


Algoriphagus 

5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 

1 Algoriphagus 
lobacteriaceae; 


4103238 4104753 Vibri 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


ref|NR_025740.1| Vibrio gallicus strain 
o gallicus Bacteria; Proteobacteria; 


555880 Bacteria_16S 


haeundaensis strain BC74 


haeundaensis Bacteria; 
Paracoccus. 
555880 Bacteria_16S 


velocicrescens strain MQ 
velocicrescens Bacteria; 


555880 Bacteria_16S 
strain Tab-4c 16S 


555880 Bacteria_16S 
strain HYOS-1 16S 


Tenericutes; Mollicutes; 


555880 Bacteria_16S 
strain TN-1 16S 


Tenericutes; Mollicutes; 


555880 Bacteria_16S 


lampyridicola strain PUP 
lampyridicola Bacteria; 


555880 Bacteria_16S 
strain TABS-2 16S 


Tenericutes; Mollicutes; 


555880 Bacteria_16S 


strain 23-6 16S ribosoma 
Tenericutes; Mollicutes; 


555880 Bacteria_16S 
strain CUAS-1 16S 


Tenericutes; Mollicutes; 


555880 Bacteria_16S 
strain AES-1 16S 


Tenericutes; Mollicutes; 


555880 Bacteria_16S 


strain EC-1 16S ribosoma 
Tenericutes; Mollicutes; 


555880 Bacteria_16S 


Tenericutes; Mollicutes; 


riboso 
Tenericutes; Mollicutes; 


4134748 4134702 50 
171 16S 


4136263 4136217 50 


4137829 4137783 50 


Entomoplasmatales; 


96 


ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


96 


-4 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


96 


mal RNA, partial sequence 
Spiroplasmataceae; 


219846124 
sequence 


gi 


gi|219846123 


Entomoplasmatales; 


gi|219846122 


4136739 41 


382 


ref 


rs 


ref 


i 


ref 


133716 41351 
Rhodobacterales; 


135174 41366 
Spiroplasmataceae; 


NR_025714.1 
2 


NR_025713.1 
8 


NR_025712.1 


Paracoccus 
3 Paracoccus 


Rhodobacteraceae; 


Spiroplasma 
8 Spiroplasma 
Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 
Spiroplasma. 


4142525 4142479 50 96 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4144091 4144045 50 96 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4147223 4147177 50 96 gi|219846116|ref|NR_025706.1| Spiroplasma 
-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4150353 4150307 50 96 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4151909 4151863 50 96 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
1 RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4153337 4153291 50 96 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4154902 4154856 50 96 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4156468 4156422 50 96 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
1 RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4159599 4159553 50 96 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4232501 4232455 50 96 gi| 219846047 |ref|NR_025637.1| Leisingera 


555880 Bacteria_16S 


methylohalidivorans strain MB2 16S ribosomal RNA, partial sequenc 


methylohalidivorans Bacteria; Proteobacteria; Alphaprot 


Leisingera. 
555880 Bacteria_16S 
strain PUPA-2 16S 


555880 Bacteria_16S 


441053 441004 45 


Entomoplasmatales; 
982721 982672 45 


94 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


94 


gi|265678761 
439970 44147 


gi 


Rh 


ref 


e 4231451 42328 
eobacteria; 


8 
odobacterale 


NR_029066.1 


1 Leisingera 
s; Rhodobacteraceae; 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 
Entomoplasmataceae; Mesop 


Entomoplasma freundtii 


strain BARC318 16 


Tenericutes; Mollicutes; 
555880 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


555880 Bacteria_16S 


strain PYAN-1 16S 


S ribosomal RNA, 
Entomoplasmatales; 
1279390 1279341 45 


94 gi 


complete sequence 981620 98314 
Entomoplasmataceae; 
219846093 


lasma. 
265678389|ref|NR_028691.1 
1 Entomoplasma 


Entomoplasma. 
ref 


NR_025683.1 


freundtii Bacteria; 


Mesoplasma corruscae 


icutes; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 
1282341 1282292 45 
ribosomal RNA, partial sequence 


1278319 12798 


Entomoplasmataceae; Mesoplasma. 


94 gi| 219846087 


1281261 12827 


03 Mesoplasma corruscae Bacteria; 


ref|NR_025677.1 
49 Entomoplasma 


Entomoplasma somnilux 
somnilux Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

555880 Bacteria_16S 1332759 1332665 1 96 gi|228721494|ref|NR_027617.1| Thermosipho 
melanesiensis strain BI429 16S ribosomal RNA, partial sequence 1331586 1333097 Thermosipho 
melanesiensis BI429 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

555880 Bacteria_16S 2288519 2288470 45 94 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
strain L1 16S ribosomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

555880 Bacteria_16S 2356496 2356451 49 94 gi|219857490|ref|NR_025078.1| Desulfovibrio 


dechloracetivorans Bacteria; 
Desulfovibrionaceae; 
555880 Bacteria_16S 


555880 Bacteria_16S 


dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

2935620 2935567 43 96 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 

3154867 3154821 50 96 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 


Bacteria; 


Tenericutes; Moll 


Firmicutes; 
555880 Bacteria_16S 
strain GIH 16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales; 
3687431 3687382 45 94 


Peptoc 
gi 


icutes; Mycoplasmataceae; Mycoplasma. 


oc 


caceae; 


219846446 
3686364 3687830 Mycoplasma yeatsii Bacteria; 


NR_026037.1 


Desulfosporosinus. 
ref 


Mycoplasma yeatsii 


555880 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


debontii strain F 
Bacteria; Verruco 


putrefaciens stra 
putrefaciens Bact 


strain YJS 16S ri 
Tenericutes; Moll 


555880 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


555880 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


555880 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


555880 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


555880 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


555880 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


strain PIPN-2 16S 
Tenericutes; Moll 


555880 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


strain : LMG 2096 
Proteobacteria; G 


strain ME102 16S 


Proteobacteria; G 


strain DM12 16S r 
strain GSL-But2 1 
Proteobacteria; D 


strain IST7 16S r 
Spirochaetes; Spi 


555880 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


555880 Bacteria_16S 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 


pantelleriensis B 
Halomonas. 


555880 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


555880 Bacteria_16S 


strain PIMN-1 16S 


Tenericutes; Mollicutes; 
555880 Bacteria_16S 


strain SEBR 7054 
Thermotogae; 


Thermotogales; 


3688948 3688899 45 


3706962 3706915 49 


3775528 3775479 45 


4119488 4119439 45 
bosomal 
icutes; 
4164201 4164152 45 


icutes; 
4174882 4174833 45 


eria; 


4181035 4180986 45 


icutes; 
326547 326463 12 


cteroidia; Bacteroidales; 
370263 370211 44 
teria; Proteobacteria; 


408588 408508 1 


737475 737427 46 


icutes; 


1181579 1181499 1 


1784678 1784626 44 


1862370 1862322 48 


2335394 2335348 50 


2642192 2642099 1 


2694689 2694641 48 


rochaetales; 
3067679 3067643 48 


lales; Bacillales Family 
3320238 3320186 44 


acteria; Proteobacteria; 


3760601 3760553 48 


rochaetales; 
4185537 4185489 46 
ribosomal RNA, partial s 
Entomoplasmatales 
247801 247758 53 


555880 Bacteria_16S 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 


516002 515907 1 


Entomoplasmatales; 


94 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
555880 Bacteria_16S 


96 


94 


94 


RNA, partial sequence 
Entomoplasmatales; 


94 


94 


94 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


96 


96 


81 


94 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


81 


ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
555880 Bacteria_16S 


96 


96 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
555880 Bacteria_16S 


96 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
555880 Bacteria_16S 


96 


96 


ibosomal RNA, partial sequence 


84 gi| 219846877 |ref|NR_026469.1 
XI. Incertae Sedis; Gemella. 

96 gi|219846706|ref|NR_026298.1 

3319157 332063 

Gammaproteobacteria; Oceanospirillales; 

96 gi| 219846392 |ref|NR_025983.1 


ribosomal RNA, partial sequence 


94 
equence 


gi 
36 


gi 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicrobiales; 
555880 Bacteria_16S 


gi 


in KS-1 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; 
555880 Bacteria_16S 


gi 
41 


Entomoplasmataceae; 


gi 


6S ribosomal RNA, partial sequence 4163118 41646 
Entomoplasmataceae; 


gi 


in GRUA-1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Entomoplasmatales 


gi 
41 


gi 


16S ribosomal RNA, partial sequence 
Prevotellaceae; 


gi 


ain FP35 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


in HB-1 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Desulfurobacteriac 
555880 Bacteria_16S 


gi 
73 


Entomoplasmataceae; 


gi 
11 


gi 


9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
555880 Bacteria_16S 


gi 


1861284 18627 


gi 


2334350 23357 


gi 


6S ribosomal RNA, partial sequence 2641027 26425 
eltaproteobacteria; Desulfobacterales; 
555880 Bacteria_16S 


gi 


2693690 26949 
Spirochaetaceae; Borrelia. 


16S ribosomal RNA, partial sequence 3066573 30679 


3759507 37610 
Spirochaetaceae; Borrelia. 


gi 


4184459 41859 
; Entomoplasmataceae; 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogaceae; 


96 gi 
Thermotoga. 
96 gi 


219846445 
87881 36893 


219846432 
37058 


219846380 


219846138 


18405 41199 


219846105 


219846097 


219846092 
79947 41814 


Entomoplasmataceae; M 


265678843 

32539 
Prevot 
265678808 


Ocea 


265678783 


265678556 
6380 73789 
E 
228717635 
80467 11819 
Victivall 
219878347 

17835 
Halomonad 
219878293 


Oleiphila 
219857505 
219857230 


Desulfoba 
219857192 


219846086 


E 
265678897 


265678708 


M 


M 


ref 


ref 


70 3 


ref 


3 


ref 


ref 


ref 


4 


ref 


ref 


ref 


eae; 


ref 


ref 


is. 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Mycoplasma. 


369170 37061 
nospirillales; 


407444 40891 


aceae; 


73 Desulfocella 
cteraceae; 


49 Entomoplasma 
ntomoplasma. 


NR_026036.1 
NR_026023.1 
NR_025971.1 
774462 37759 
NR_025728.1 
NR_025695.1 
NR_025687.1 
173799 41752 


NR_025682.1 


NR_029148.1 


8 326875 Prevot 
ella. 
ref|NR_029113.1 


4 


NR_029088.1 
5 


NR_028860.1 


NR_027565.1 


NR_025486.1 


87 1785079 Halomo 
aceae; 


Halomonas 
NR_025432.1 


Oleiphilus 
NR_025093.1 
NR_024858.1 


Desul 
NR_024820.1 


NR_025676.1 


NR_029205.1 


2 


8 
; Entomoplasmata 


H 


Thermovibri 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Prosthecobacter 


707337 Prosthecobacter debontii 
Verrucomicrobiac 


eae; Prosthecobacter. 
Mycoplasma 
7 Mycoplasma 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 
esoplasma. 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 
esoplasma. 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 
esoplasma. 


Prevotella veroralis 
ella veroralis Bacteria; 


Halomonas 
Halomonas 
alomonadaceae; 


Thermovibrio 
Thermovibrio 
oO. 
Entomoplasma lucivorax 


7 Entomoplasma lucivorax Bacteria; 
ntomoplasma. 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Halomonas muralis 
nas muralis Bacteria; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 
ceae; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 
Paracoccu 


s. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Borrelia turcica 


59 Borrelia turcica Bacteria; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Reinekea 


NR_029013.1 
514864 


marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 


516365 Reinekea 


TAGAGAGACCGCCATCGCTAAGATGGAGGAAGGAGCGGTCGACGGCAGGTCAGTACGCCCCGAATTTCCCGGGCTACACGCGCATTACAAAGAACGGGACAATGC 
GTTGCAACCTCGAAAGGGGAAGCTAATCGCGAAACCCGTCCATAGTTAGGATTGAGGGCTGTAACTCGCCCTCATGAATCTGGATTCCGTAGTAATCGCGGGTCA 
ACAACCCGCGGTGAACATGCCCCTGCTCCTTGCACACACCGCCCGTCAAACCATCCGAGTTGGTGTTGGATGAGGCTTAATTCGAGAGGGTTAAGTCAAATCTGA 
TGTTGGTGAGGAGGGTTAAGTCGTAACAGGGTACCCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCT 
GCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTTAGACTCGTGGCGAAAAGCTCAGTAACACGTGGTCAAACTACCCTACGAAGA 
CCCATAACCTCGGGAAACTGAGGCTAATAGGTCATAGGAGAGTCACGCTGGAATGCCGACTCTCCCAAACGCTCAGGCGTCGTAGGATGTGGCTGCGGCCGATTA 
GGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCG 
CAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGCGATAAGGGGACCCCAAGTGCGAGGGCATATAGTCCTCGCTTTTTCCGACCGTAAGGTGGTCGGCGAATA 
AGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATGACCGATATTATTGGGCCTAAAGCGTCCGTAGCCGGCCACGAAGGTTCAT 
CGGGAAATCCGCCAGCTTAACTGGCGGGCGTCCGGTGAAAACCACGTGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATC 
CTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGGGACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCT 
GTAAACGATGCTCGCTAGGTGTGGCACAGGCTACGAGCCTGTGCTGTGCCGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTT 
AAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCTCCGACTATAGTAATGACGGTCAGGTTG 
ATGACCTTGCCACGACGCTATAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTTCTAAT 
TGCCAGCAACAGTTTCGACTGGTTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGG 
CTACACGCGGGCTACAATGGCCGAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAATCTCCTAAACTCGGTCGTAGTTCGGATTGAGGGCTGAAACCCGCCCT 
CATGAAGCTGGATTCGGTAGTAATCGCATTTCAGAAGAGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATG 
AGGCCACCACACGGTGGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGT 
TCAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCGAATAACCTCGGGAAACTGAGGCTAATTCGGGATACGATTCACGACCTGGA 
GTGGTGTAAATCCGAAACGCTCCGGCGCCATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTGTGA 
GAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCGAGTGCGATAGGGGGACTCCAA 
GTGCGAGGGCATATAGTCCTCGCTTTTTGCGACCGTAAGGAGGTCGCGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGT 
GATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCGTGCAAGTCCATCGGGAAATCCGCGCGCTCAACGCGGGGGCGTCCGGTGGAAACTGCACGGCTT 
GGGACCGGAAGACCAGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTG 
AGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGGCACAGGCTACGAGCCTGTGCTGTGCCGC 
AGGGAAGCCGCGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAAT TGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGG 
ACTCAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGAAAGTCAGGTTGATGACCTTACCGGAGCCATTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGT 
ACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAAACCCTAGCGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAA 
ACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCGAGACAGTGGGATGCAACCCCGAGAGGGGGC 
GCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGT 
CCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGACGCAACGTCGGTCGAATCTGGCTCCGCAAGGGGGCTTAAGTCGTAA 
CAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGAGGCCATTGCTA 
TCGGAGTCCGATTTAGCCATGCTAGTCGTGCGAGTTCAGACTCGCGGCACCGAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGACGGATACCCTCGGGAAA 
CTGAGGTTAACCCGTCATATCGATCTCAGGCTTGAATCGCAGAGATCACAAAACGCCCCGGCGCTGTAGGATGTGGCTGCGGTTGATTAGGTAGACGGTGGGGTA 
ACGGCCCACCGTGCCCATAATCAGTACAGGTTGTGAGAGCAAGAACCTGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACC 
TTTACACTGCACGCACGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATCGTCCTCGCTTTCGTGTACCGTAGGGTGGTACACCAACAAGGGCTGGGCAAGACC 
GGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGATGGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCTGCGCAAGTCCGTCGGGAAATCCACTCGC 
CCAACGAGTGGGCGTCCGACGGAAACTGCACAGCTTGGGACCGGAAGGCTCGAAGGGTACGTTCGGGGTAGGAGTGAAATCCCATAATCCCGCACGGACCACCGA 
TGGCGAAAGCACTTCGAGAAAACGGATCCGACAGTGAGGGACGAAAGCCAGGGTCTCCAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACAATGTTCGCT 
AGGTATGACACAGACTACGCGTCTCTGTTGTGCCGTAGGGAAGCCGAGAAGCGAACCGCCTGGGAAGTACGTCTGCAAGGATGAAACTTAAAGGAATTGGCGGGG 
GAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCTCCGACTACAGTGATGACGACCAGGTTGATGACCTCATCACGAC 
GCTGTAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACCCCTAATTGCCAGCAACAGTTTC 
GACTGGTTGGGTACATTAGGAGGACTGCCAGTGTTAAAC TGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCAACACGCGGGCTACA 
ATGGCTAAGACAATGGGTCGCTATCTCGACAGAGAACGCTAATCTCGAAACTTAGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGG 
TAGTAGCCGCCTTTCAGTAGAAGGCGACGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCTATCACTGATAGT 
CGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTCGCACGAGTTCAGACTCGTGGCGAATAGCTCAGTAACACGTGG 
CCAAACTACCCTTCGGAACACAATACCCTCGGGAAACTGAGGCTAATAGTGTATACCATACCACCACTGGAATGAGTGGTATGCCAAACGCTCCGGCGCCGAAGG 
ATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTCATGAGAGTGAGAACCCGGAGACGGAATCTGAGACAAGA 
TTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTGCTTTTCGGTACC 
GTAAGGTGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATGGCCGATCTTATTGGGCCTAAAGCGTCCGTA 
GCTGGCCGCGCAAGTCCATCGGGAAATCCACCTGCTCAACAGGTGGGCGCCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTA 
GGAGTGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGA 
TACCCGGGTAGTCCTGGCCGTAAACAATGCCTGCTAGGTGTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCAGGCCGCCTGGGAAGTAC 
GTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACTGT 
AATAATGACGACCAGGTTGATGACCTTGTCCGAGTTTCAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCG 
AGACCCGCATCCTTACTTGCCAGCAGTACCGCGAGGTAGCTGGGGACAGTAGGGAGACCGCCGTGGC TAACACGGAGGAAGGAACGGGCAACGGTAGGTCAGTAT 
GCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCAGGACAAAGGGTTCCTACTCCGAAAGGAGACGGTAATCTCAGAAACCTGATCGTAGTTCGGATTGT 
GGGCTGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACC 
CGAGTGAGGTCCGGATGAGGCGTACCTCGTACGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACC 
TCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGCTTAG 
ACTCGTTGCGGAAAGCTCAGTAACACGTGGACAAACTACCCTACGGAGAGCCATAACCTCGGGAAACTGAGGCTAATAGTTCATAGGAGAGTCGCGCTGGAAATG 
CCGACTCTCCCAAACGCTCCGGCGCCGTAGGATGTGTCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAG 
CAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGCGATAAGGGGACCCCAAATG 
CGAGGGCATATAGTCCTCGCTTTTCACGACTGTAAGGCGGTCGTGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGAT 
GACCGATATTATTGGGCCTAAAGCGTCCGTAGCCGGCCACGAAGGTTCATCGGGAAATCCGCCAGCTCAACTGGCGGGCGTCCGGTGAAAACCACGTGGCTTGGG 
GCCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAGTGAAACCCTGTAATCCTAGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGG 
GACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGTGTGGCACAGGCTACGAGCCTGTGCCGTAGGGAAGC 
CGAGAAGCGAGCCGCCTGGGAAGCACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCAC TACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACG 
CCGGACATCTCACCAGCTCCGACTATAGTGATGACGATCAGGTTGATGACCTTATCACGACGCTATAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGA 
GGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTTCTAATTGCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCGGAG 
GAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGTCGAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAATC 


555880 Bacteria_ 
strain S-743 16S 


Tenericutes; Moll 


555880 Bacteria_ 


strain CCUG 41628 
Fusobac 


Bacteria; 
555880 Bacteria_ 
strain MK405 16S 


Tenericutes; Moll 


555880 Bacteria_ 


strain 383 16S ri 
Tenericutes; Moll 


555880 Bacteria_ 


strain TB 16S rib 
Tenericutes; Moll 


555880 Bacteria_ 


thermobenzoicum s 


16S 780905 780858 49 96 
ribosomal RNA, partial sequence 


gi 


16S 1783243 1783197 50 96 gi 
16S ribosomal RNA, partial sequence 
teria; Fusobacteriales; 
16S 2201750 2201699 45 96 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2479357 2479306 45 96 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2485399 2485348 45 96 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 4231007 4230960 50 96 gi 
ubsp. thermosyntrophicum strain TPO 16 


gi 


Fusobacteriace 


265678525 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


2200688 22021 


219857397 


2478295 24797 


219857393 


2484337 24857 


219846048 


S ribosoma 


ref|NR_028829.1 
7 Acholeplasma 
eplasma. 


Acholeplasma axanthum 
axanthum Bacteria; 


219878348 |ref|NR_025487.1]| Sneathia sanguinegens 
1782175 1783536 Sneathia sanguinegens 

ae; Sneathia. 

219857598|ref|NR_025186.1| Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


ref 
1 RN 


NR_025638.1 
A, partial s 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 
555880 Bacteria_ 


strain CTCBS1 16S 
G 


Proteobacteria; 
555880 Bacteria_ 


ferrireducens str 
ferrireducens Bac 


555880 Bacteria_ 


strain 40 16S rib 
G 
555880 Bacteria_16S 
strain S-16 16S r 
Tenericutes; Moll 
555880 Bacteria_16S 


Proteobacteria; 


strain ATCC 23392 


Tenericutes; Moll 
555880 Bacteria_16S 
strain CC-1 16S r 
Ther: 
555880 Bacteria_16S 
xiligouense strai 
xiligouense Bacte 
Promicromonospora 
555880 Bacteria_16S 
strain Met-12 16S 
Ther: 
555880 Bacteria_16S 
bajacaliforniensi 
bajacaliforniensi 
555880 Bacteria_16S 


Thermotogae; 


Thermotogae; 


impatiens strain 
Bacteria; 


Thermotogae; 


Bacteria; 


Bacteria; 


Thermotogae; 


Proteobacteria; 


strain KMM 1376 1 


Proteobacteria; 


Thermotogae; Ther 


Pe 


Proteob 
Saccharospirillum. 
555880 Bacteria_16S 
strain SL24 16S r 
Ther 
555880 Bacteria_16S 
alkaliphilum stra 
Proteob 
555880 Bacteria_16S 
insulare strain K 
Proteob 
555880 Bacteria_16S 
strain SJ95 16S r 
Ther 
555880 Bacteria_16S 
strain SW32 16S r 
G 
555880 Bacteria_16S 


G 
555880 Bacteria_16S 
strain SL25 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
279387 279341 50 96 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
331080 331034 50 96 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
389987 389937 48 96 gi 
n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ceae; Myceligenerans. 

451752 451706 50 96 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
485332 485282 31 81 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 
605482 605436 50 96 gi 
EL-105 16S ribosomal RNA, partial sequ 


gi 


614754 614708 50 96 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 

842046 842000 50 96 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1051714 1051668 50 96 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Oceanosp 
1335745 1335699 50 96 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1484244 1484198 50 96 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1756105 1756059 50 96 


gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1813643 1813597 50 96 gi 


acteria; Gammaproteobacteria; Oceanosp 


273748 27524 


265678874 
27832 


265678840 


329993 33159 


265678795 
sequence 
Actinomyc 


265678753 


450666 45216 


265678728 
ete sequen 
es; Spiroc 
265678648 
ence 60442 
irillales; 


265678642 


613678 61515 


265678485 
nce 84098 
irillales; 
265678343 

10506 
irillales; 
228721489 


1334683 13361 


6S ribosomal RNA, partial sequence 1755010 17565 


motogales; Thermotogaceae; Petrotoga. 


ptococcaceae; Desulfotomaculum. 
16S 44896 44850 50 96 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 

ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 
16S 93165 93119 50 96 gi|265679001|ref|NR_029309.1| Geovibrio 

ain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 
16S 214133 214080 43 96 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
osomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
ammaproteobacteria; Oceanospirillales; Marinomonas. 

274838 274792 50 96 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029180.1 
1 279763 Mycopl 


Mycoplasma gateae 
asma gateae Bacteria; 


ref|NR_029145.1| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


ref|NR_029100.1 
388894 390431 
etales; Micrococ 


Myceligenerans 
Myceligenerans 
cineae; 


ref|NR_029058.1| Petrotoga mexicana 
9 Petrotoga mexicana Bacteria; 


ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


Spirochaeta 
Spirochaeta 

chaeta. 
Saccharospirillum 
rospirillum impatiens 
aceae; 


ref|NR_028947.1| Petrotoga olearia 
2 Petrotoga olearia Bacteria; 


ref|NR_028788.1| Marinospirillum 

1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
ref|NR_028645.1| Marinospirillum 
31 1052062 Marinospirillum insulare 
Marinospirillum. 
ref|NR_027612.1| Petrotoga mobilis 
55 Petrotoga mobilis SJ95 Bacteria; 


219857506|ref|NR_025094.1| Kushneria marisflavi 
1483159 1484653 Kushneria marisflavi Bacteria; 
Halomonadaceae; Kushneria. 
219878369 |ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
Halomonadaceae; Halomonas. 
219878327|ref|NR_025466.1| Petrotoga sibirica 


1812567 1814048 Petrotoga sibirica Bacteria; 


555880 Bacteria_16S 


2106331 2106285 50 


96 gi 


glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 


glaciale Bacteria; 
555880 Bacteria_16S 


strain 105 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 


555880 Bacteria_16S 


strain 3T 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 
strain DC333 16S 


555880 Bacteria_16S 


strain PG13 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 


strain CH20247 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 


strain M432/72 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 


strain 1219 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 


stanieri Bacteria; 
Marinobacterium. 
555880 Bacteria_16S 
minutulum strain 


555880 Bacteria_16S 


strain UIA 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 


strain 275c 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 


strain PG51 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


555880 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 

555880 Bacteria_16S 
strain ILE-3 16S 
Synergistetes; 
555880 Bacteria_16S 


strain F 16S ribosomal RNA, partial sequence 83062 
Ruminococcaceae; Anaerofilum. 


Clostridia; 
555880 Bacteria_16S 


Bacteroidetes; 


Bacteria; 


Synergistia; 


Clostridiales; 


2279504 2279458 50 


2282526 2282480 50 


2477880 2477834 50 


2482371 2482325 50 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2486913 2486867 50 


2488426 2488380 50 


2489939 2489893 50 


2491450 2491404 50 


2866885 2866839 50 


2928101 2928055 50 


ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


3690457 3690411 50 


3753004 3752958 50 


3759052 3759006 50 


3892742 3892696 50 


strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


2560706 2560673 63 


ribosomal RNA, partial sequence 
Synergistales; 


84171 84125 48 


87198 87152 48 


Flavobacteria; 


96 gi 


96 gi 
96 gi 
96 gi 
96 gi 
96 gi 
96 gi 
96 gi 


96 gi 


96 gi 


96 gi 
96 gi 


96 gi 


96 gi|219846300|ref|NR_025890.1 
complete sequence 389163 
Gammaproteobacteria; Oceanospirillale 
96 gi|219857337|ref|NR_024925.1 
2559665 25611 
Synergistaceae; Aminobacterium. 
96 gi| 265679007 |ref|NR_029315.1 
84529 Anaerofilum agile Bac 


pentosovorans strain Fae 16S ribosomal RNA, partial sequence 


pentosovorans Bacteria; 


555880 Bacteria_16S 


strain WPH 179 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; 
555880 Bacteria_16S 
strain ED 11/3LLK 


Aquificae; Aquificales; 


555880 Bacteria_16S 


strain B14 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; 
555880 Bacteria_16S 


hartmannellae strain AlHsp 16S ribosomal RNA, partial s 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parac 


555880 Bacteria_16S 


strain EPSA11 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; 


Bacteroidia; 


Bacteroidia; 


Bacteroidia; 


Firmicutes; 
328072 327988 12 


604099 604019 1 


16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; 


729940 729856 12 


1248035 1247987 48 


2700749 2700665 12 


Clostridia; 


219878116 


Flavobacteriales; 
219857547 
2278443 22799 


219857545 
phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 

phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
219857398 
2476824 24782 


219857395 
2481316 24827 


219857392 
2485849 24873 


219857391 
2487368 24888 


219857390 
2488881 24903 


219857389 
2490394 24918 


219856880 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
219856838 
sequence 
Oceanospirillales; 
219846444 
3689398 36908 


219846397 
3751943 37534 


219846393 
3757993 37594 


ref|NR_025255.1 


ND 


ref|NR_025135.1 


ref |NR_025133.1 


ref|NR_024986.1 


ref|NR_024983.1 


ref|NR_024980.1 


ref |NR_024979.1 


ref |NR_024978.1 


ref|NR_024977.1 


NR_024699.1 
2865789 286730 


ref|NR_024657.1 
2927022 292847 


ref|NR_026035.1 


ref 


NR_025988.1 


ref |NR_025984.1 


Brumimicrobium 


105286 2106656 Brumimicrobium 
Cryomorphaceae; 


Brumimicrobium. 
Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 


2281465 2282930 Mycoplasma 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Marinobacterium 
5 Marinobacterium 


Alteromonadaceae; 


Marinospirillum 
7 Marinospirillum 


Marinospirillum. 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Anaerofilum agile 
teria; Firmicutes; 


Anaerofilum 
Anaerofilum 


Prevotella oulorum 


96 gi|265679005|ref|NR_029313.1 
86091 87556 

Clostridiales; Ruminococcaceae; Anaerofilum. 
96 gi| 265678842 |ref|NR_029147.1 


326926 32843 


5 Prevotella oulorum Bacteria; 


Prevotellaceae; Prevotella. 
81 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 
602905 604369 Thermovibrio ruber Bacteria; 
Thermovibrio. 
96 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
728785 730270 Prevotella bryantii Bacteria; 
Prevotellaceae; Prevotella. 

96 gi|219857449|ref|NR_025037.1| Neochlamydia 
equence 1246931 1248459 Neochlamydia 
hlamydiaceae; Neochlamydia. 

96 gi|219857188|ref|NR_024816.1| Prevotella salivae 

2699606 2701098 Prevotella salivae Bacteria; 
Prevotellaceae; Prevotella. 


555880 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


555880 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


555880 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


555880 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


555880 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


555880 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


555880 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


555880 Bacteria_16S 


AT1047 16S riboso 
Flavobacteria; Fl 


555880 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


555880 Bacteria_16S 


joostei strain LM 
joostei Bacteria; 


555880 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


555880 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


555880 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


555880 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


555880 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


555880 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


555880 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


555880 Bacteria_16S 


strain LX 16S rib 
Tenericutes; Moll 


555880 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


555880 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


555880 Bacteria_16S 


strain 13.4 16S r 
Actinobacteria; A 


555880 Bacteria_16S 
16S ribosomal RNA, partial sequence 3231181 32326 


strain DSM 10020 
Firmicutes; Clost 


3145735 3145651 12 96 

ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
4140961 4140917 50 94 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4161165 4161121 50 94 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
566472 566421 45 96 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; 


gi 
ae 


eq 


eq 


F 


622305 622254 45 96 gi 
2 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
975336 975241 1 96 gi 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1169349 1169318 50 81 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1273584 1273533 45 96 gi 
mal RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
1275006 1274955 45 96 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1920160 1920109 45 96 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1921668 1921617 45 96 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


Ss; 


ce 


ta 


Sej 
gi 


on 


ct 


ue 
ct 


1 
av 


2012040 2011945 1 96 

ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
2072861 2072766 1 96 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
2408152 2408101 45 96 gi 


gi 


ne 


ae 


avobacteria; Flavobacteriales; Flavoba 
3410062 3409967 1 96 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 

3527555 3527516 43 82 

rain DSM 3847 16S ribosomal RNA, 
cteria; Firmicutes; Clostridia; Clostr 
3704010 3703959 45 96 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 


ct 


Po 
gi 
compl 


rp 


et 
id 
ia 
la 


219846825 
3144616 31460 
Prevot 
219846120 


v 


uence 


asmatales; 
219846107 


uence 


lasmatales; 
265678675 

sequence 

lavobacter 


265678637 

62122 
Flavoba 
265678394 
974224 97564 
rospiracea 
228719827 
11682 


ceae; 


219846220 
1272544 1273908 Sejon 


gia. 


219846219 
1273959 12753 
eriaceae 
219878248 


nce 


219878188 
2010901 20124 
tomyceta 
219878142 

20717 
Prevot 
219857455 
6S ribosomal RNA, partial sequence 2407067 24085 
eriaceae 
219846638 
34089 
hyromona 
219846558 
e sequen 


’ 


iales; 


219846434 
1 sequen 
vobacter 


3786166 3786115 43 94 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
217126 217080 50 96 gi 
ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiales Fami 


555880 Bacteria_16S 


arcticus strain 2 


3682931 3682849 13 96 gi 
38 16S ribosomal RNA, partial sequence 


219846373 
3785096 37865 


265678918 
216053 21755 


lanctomycetacia; Planctomycetales; Planctomycetaceae; Blastopire 
800850 800804 50 96 gi|265678512|ref|NR_028815.1 

ribosomal RNA, partial sequence 799765 80123 

avobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 
1246516 1246475 54 96 gi|219857484|ref|NR_025072.1 

ibosomal RNA, partial sequence 1245479 1246880 Amycolatopsis 

ctinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
3232250 3232204 50 96 gi|219846766|ref|NR_026358.1 


ly XI. 


219846449 


eriales; 
219878247 
sequence 
obacteri 


ref|NR_026417.1 
ella. 
ref|NR_025710.1 

4139871 414138 
Spiroplasmatace 
ref|NR_025697.1 
160075 416159 
; Spiroplasmatac 
ref|NR_028980.1 

565378 566823 
iales; Flavobact 


rs 


ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref|NR_028696.1 


e; Lewinella. 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_025810.1 
gia jeonii Bacte 


Sp 


ref|NR_025809.1 


; Sejongia. 
ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 

1920604 192206 
ales; Flavobacte 


’ 


ref|NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_025281.1 
29 2073175 Prevot 
ella. 
ref |NR_025043.1 
; Riemerella. 
ref |NR_026230.1 
32 3410401 Porphy 
daceae; Porphyro 
ref |NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref |NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_025964.1 


Cc 


ref|NR_029226.1 


56 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026040.1 


I 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Chryseobacterium 
Chryseobacterium 

eriaceae; 


Chryseobacterium 
obacterium defluvii 
seobacterium. 

Lewinella persicus 


2 Lewinella persicus Bacteria; 


Spirochaeta 
haeta smaragdinae DSM 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Planctomyces maris 


maris Bacteria; 


es. 
Prevotella enoeca 
ella enoeca Bacteria; 


Riemerella columbina 


26 Riemerella columbina Bacteria; 


Porphyromonas catoniae 
romonas catoniae 
monas. 

Clostridium 
8 Clostridium 
lostridium. 

Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Octadecabacter 


3681864 3683252 Octadecabacter arcticus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 


555880 Bacteria_16S 3108123 3108086 59 
strain N2 16S ribosomal RNA, 
555880 Bacteria_16S 4080326 4080277 47 
strain BC-3 16S r 
Tenericutes; Mollicutes; 
555880 Bacteria_16S 4148791 4148742 47 


96 


complete sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


96 


ibosomal RNA, partial sequence 
Entomoplasmatales; 


strain M55 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


555880 Bacteria_16S 13021 12975 48 


strain 513A 16S ribosomal RNA, partial sequence 


Spirochaetes; 
555880 Bacteria_16S 
brasiliensis stra 
brasiliensis DSM 
Planctomyces. 

555880 Bacteria_16S 
strain EHS11 16S 
Bacteroidetes; 
555880 Bacteria_16S 
strain ES2772 16S 
Bacteroidetes; Bacteroidia; 
555880 Bacteria_16S 


695170 695086 12 
5305 Bacteria; 
2702289 2702205 12 
Bacteroidia; 


129994 129899 1 


3793726 3793631 1 


franzmannii strain 301 16S ribosomal RNA, partial sequence 
Flavobacteriale 


Bacteria; Bacteroidetes; Flavobacteria; 
555880 Bacteria_16S 4139397 4139350 47 


syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomop 


555880 Bacteria_16S 4158036 4157989 47 


chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomop 


555880 Bacteria_16S 591938 591892 50 


thermohalophila strain Fru22 16S ribosomal RNA, partial 
Bacteroidia; 


thermohalophila Bacteria; Bacteroidetes; 
555880 Bacteria_16S 1125582 1125536 50 
strain QSSC1-22 1 
Bacteroidetes; Flavobacteria; 
555880 Bacteria_16S 3066149 3066103 50 


actinosclerus strain 1187 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


actinosclerus Bacteria; 
Hymenobacter. 
555880 Bacteria_16S 


Bacteroidetes; 


3863439 3863393 50 


Entomoplasmatales; 


Spirochaetales; Brachyspiraceae; Brachyspira. 


Spiroplasmataceae; Sp 
96 gi| 219846115 
4147699 41492 
Spiroplasmataceae; Sp 
96 gi| 265679055 
11961 13410 

96 gi| 265678586 
sequence 


in DSM 5305 16S ribosomal RNA, partial 
Planctomycetes; 


ribosomal RNA, partial sequence 
Bacteroidales; 


Planctomycetacia; 

96 gi| 219857187 
2701149 27026 
Prevotellaceae; Prevot 
96 gi| 265678976 
128870 13034 


ribosomal RNA, partial sequence 
Bacteroidales; 


96 


94 


94 


96 


96 


6S ribosomal RNA, partial sequence 1124514 11259 
Flavobacteriales; 


96 


96 


strain Q-1 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
555880 Bacteria_16S 
strain ATCC 29800 
Bacteroidetes; Bacteroidia; 
555880 Bacteria_16S 979694 979649 50 
strain II-2 16S r 
Bacteroidetes; Sphingobacteria; 
555880 Bacteria_16S 3784688 3784640 48 


Bacteroidia; 
3864958 3864912 50 


leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 37836 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Bacteria; 


555880 Bacteria_16S 203183 203136 49 


proteolyticus strain BT 16S ribosomal RNA, partial sequence 20208 
Clostridia; 


proteolyticus Bacteria; 
Coprothermobacter. 
555880 Bacteria_16S 


Firmicutes; 


218740 218657 13 


limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; 


Planctomyces. 
555880 Bacteria_16S 
strain IC166 16S 
Bacteroidetes; Flavobacteria; 
555880 Bacteria_16S 1105814 1105719 1 


1028746 1028663 13 


acidifaciens strain A40 16S ribosomal RNA, partial sequence 11046 


Bacteria; Bacteroidetes; Bacteroidia; 
555880 Bacteria_16S 1372111 1372080 50 


HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 
Lentisphaerae; Lentisphaerales; Lentisphaerace 


HTCC2155 Bacteria; 
555880 Bacteria_16S 


2065109 2065014 1 


Bacteroidales; 


96 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


95 


ibosomal RNA, partial sequence 
Sphingobacteriales; 


96 


96 


96 


96 


ribosomal RNA, partial sequence 
Flavobacteriales; 


96 


Bacteroidales; 


81 


96 


Prevotellaceae; 


Rikenellaceae; Rikenel 
gi|219846319 
38638 


Rikenellaceae; Alistip 


gi| 219846850 
3107102 31085 


gi| 219846166 
4079234 40807 


Prevot 
219846368 
37926 
s; Flavoba 
219846121 


gi 


gi 


lasmatales 
gi|219846109 
lasmatales 
265678658 
sequence 
Bacteroidal 
224581403 


gi 


gi 
Cryomorphaceae; C 
gi| 219846878 
Sphingoba 


gi|219846320 
3862330 38638 


gi| 265678391 
978631 98004 
Saprospiracea 
gi| 219846374 


gi| 265678928 


ref|NR_026442.1| Rhodovulum robiginosum 
15 Rhodovulum robiginosum Bacteria; 
aceae; Rhodovulum. 

ref|NR_025756.1| Spiroplasma melliferum 
48 Spiroplasma melliferum Bacteria; 


iroplasma. 
ref|NR_025705.1| Spiroplasma insolitum 
13 Spiroplasma insolitum Bacteria; 
iroplasma. 
ref|NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 
ref|NR_028891.1] Planctomyces 
694091 695537 Planctomyces 
Planctomycetales; Planctomycetaceae; 
ref|NR_024815.1| Prevotella shahii 
38 Prevotella shahii Bacteria; 
ella. 
ref|NR_029284.1| Prevotella dentalis 
1 Prevotella dentalis Bacteria; 
ella. 
ref|NR_025959.1| Polaribacter 


06 3794045 Polaribacter franzmannii 
cteriaceae; Polaribacter. 
ref|NR_025711.1| Spiroplasma 
138305 4139820 Spiroplasma 
; Spiroplasmataceae; Spiroplasma. 
ref|NR_025699.1| Spiroplasma 
4156944 4158458 Spiroplasma 
; Spiroplasmataceae; Spiroplasma. 
ref|NR_028963.1] Anaerophaga 
590846 592357 Anaerophaga 
es; Marinilabiaceae; Anaerophaga. 
ref|NR_027184.1| Cryomorpha ignava 
35 Cryomorpha ignava Bacteria; 
ryomorpha. 
ref|NR_026470.1| Hymenobacter 
3065078 3066522 Hymenobacter 
cteriales; Flexibacteraceae; 


rs 


ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 

la. 
ref|NR_025909.1| Alistipes putredinis 
52 3865319 Alistipes putredinis Bacteria; 
es. 


ref|NR_028693.1| Lewinella cohaerens 
8 Lewinella cohaerens Bacteria; 

e; Lewinella. 

ref|NR_025965.1| Mycoplasma 


21 3785045 Mycoplasma leonicaptivi 
ref |NR_029236.1| Coprothermobacter 


7 203611 Coprothermobacter 


Thermoanaerobacterales; Thermodesulfobiaceae; 
gi|265678917|ref|NR_029225.1| Planctomyces 
217606 219133 Planctomyces 
Planctomycetales; Planctomycetaceae; 
gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
1027642 1029054 Cellulophaga algicola Bacteria; 
Flavobacteriaceae; Cellulophaga. 
gi|265678305|ref|NR_028607.1| Bacteroides 
72 1106166 Bacteroides acidifaciens 
Bacteroidaceae; Bacteroides. 
gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
1371035 1372512 Lentisphaera araneosa 
ae; Lentisphaera. 
gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 


strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 


Bacteroidetes; Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae 


; Cellulophaga. 


555880 Bacteria_16S 2711259 2711164 1 96 gi|219857181|ref|NR_024809.1 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 27115 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
555880 Bacteria_16S 3220231 3220184 49 96 gi|219846774|ref|NR_026366.1 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprot 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; C 
555880 Bacteria_16S 3393320 3393225 1 96 gi|219846650|ref|NR_026242.1 
strain ATCC 43185 16S ribosomal RNA, partial sequence 3392191 3393612 Bacter 
Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

555880 Bacteria_16S 3681482 3681399 13 96 gi|219846450|ref|NR_026041.1 
filamentus strain 215 16S ribosomal RNA, partial sequence 3680374 3681813 Polari 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pola 
555880 Bacteria_16S 693635 693589 50 96 gi| 265678587 |ref|NR_028892.1 
strain IS1B 16S ribosomal RNA, partial sequence 692571 69404 

Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaer 
555880 Bacteria_16S 1296089 1296041 48 96 gi|224581415|ref|NR_027196.1 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
555880 Bacteria_16S 2142632 2142584 48 96 gi|219857640|ref|NR_025229.1 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 214301 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
555880 Bacteria_16S 2811856 2811808 48 96 gi|219857109|ref|NR_024737.1 
amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 2810779 281222 
amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 
555880 Bacteria_16S 2813350 2813302 48 96 gi| 219857108 |ref|NR_024736.1 
mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 2812273 281371 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteri 
555880 Fungi_16S 2638 2543 1 96 gi|265678351|ref|NR_028653.1 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
555880 Fungi_16S 8794 8699 1 96 gi| 265678342 |ref|NR_028644.1 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
555880 Fungi_16S 4176 4081 1 96 gi|265678350|ref|NR_028652.1 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
555880 Fungi_16S 5736 5641 1 96 gi| 265678349 |ref|NR_028651.1 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
555880 Fungi_16S 1096 1034 34 96 gi|265678352|ref|NR_028654.1 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
555880 Fungi_16S 7259 7197 34 96 gi|265678348|ref|NR_028650.1 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
555880 Fungi_16S 10247 10185 34 96 gi| 219857197 |ref|NR_024825.1 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
555880 Fungi_16S 11728 11666 34 96 gi|219857175|ref|NR_024803.1 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Nocardia. 

555880 Archaea_16S 1050 1010 56 96 gi| 265679008 |ref|NR_029316.1 
zilligii strain Kl 16S ribosomal RNA, partial sequence as 1463 Sulfop 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Sulf 
555916 Bacteria_16S 254789 254809 63 83 gi| 265678892 |ref|NR_029200.1 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacte 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

555916 Bacteria_16S 383348 383368 63 83 gi|265678799|ref|NR_029104.1 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 38428 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobi 
555916 Bacteria_16S 870358 870378 63 83 gi| 265678465 |ref|NR_028768.1 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhi 
Bradyrhizobium. 

555916 Bacteria_16S 1057143 1057163 63 83 gi|265678339|ref|NR_028641.1 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 105808 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 
Rhodopseudomonas. 

555916 Bacteria_16S 1365397 1365417 63 83 gi|228719040|ref|NR_027578.1 


Cellulophaga pacifica 


47 Cellulophaga pacifica Bacteria; 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 

Bacteroides caccae 
oides caccae Bacteria; 


Polaribacter 
bacter filamentus 
ribacter. 

Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
a. 


Bacteroides stercoris 


stercoris ATCC 43183 


Tenacibaculum 

7 Tenacibaculum 

eriaceae; Tenacibaculum. 
Tenacibaculum 

2 Tenacibaculum 

riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Sulfophobococcus 
hobococcus zilligii 
ophobococcus. 

Afipia broomeae strain 
ria; Proteobacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Bradyrhizobium 
Bradyrhizobium 

zobiaceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Nitrobacter 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 


555916 Bacteria_16S 


aminoxidans strai 
Bacteria; Proteob 


555916 Bacteria_16S 


strain AN1 16S ri 
Proteobacteria; A 


555916 Bacteria_16S 


strain TagT2C 16S 
Proteobacteria; A 


555916 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


555916 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


562080 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


562080 Bacteria_16S 


2222286 2222306 63 83 gi 
n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
2567851 2567871 63 83 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
3239477 3239497 63 83 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3309128 3309148 63 83 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3912070 3912090 63 83 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
939491 939600 2 111 gi 
ribosomal RNA, complete sequence 
ridia; Clostridiales; 
2527523 2527632 2 


Heliobacteriacea 
111 gi 


alkaliphilum strain S1 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptoc 
562080 Bacteria_16S 53980 54088 3 111 gi 


thermoacetoxidans 
thermoacetoxidans 


562080 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; Clost 


562080 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


562080 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


562080 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


562080 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


562080 Bacteria_16S 


thermocisternum s 
thermocisternum B 


562080 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


562080 Bacteria_16S 


thermobenzoicum s 


Desulfotomaculum thermobenzoicum subsp. 


Clostridiales; Pe 


562080 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


562080 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


562080 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


562080 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


562080 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


562080 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


562080 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
388275 388383 3 111 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
993499 993607 3 111 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
2403284 2403392 3 111 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
3156217 3156325 3 111 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3235096 3235204 3 111 gi 
JW265 16S ribosomal RNA, partial sequ 


tes; Clostridia; Clostridiales; Syntro 
3764880 3764988 3 111 gi 
train ST90 16S ribosomal RNA, partial 


Clost 
gi. 


acteria; Firmicutes; Clostridia; 
4086218 4086326 3 111 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
4230767 4230875 3 111 gi 
ubsp. thermosyntrophicum strain TPO 16 


ptococcaceae; Desulfotomaculum. 
224539 224646 3 110 


gi 
ridia; Clostridiales; Peptococcaceae; 
131240 131346 3 109 gi 
ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
258086 258192 3 109 gi 


ridia; Thermoanaerobacterales; Thermoa 
332532 332638 3 109 gi 
a strain JW 701/3 16S ribosomal RNA, c 


a Bacteria; Firmicutes; Clostridia; Th 
oorella. 
765267 765377 1 111 gi 


n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
1082864 1082974 1 111 gi 


bacillales; Lactobacillaceae; Lactobac 


219857584 
nce 22217 
les; Xanth 
219857289 


2567339 25687 


rhizobiace 
219846761 


3238968 32403 


obacterace 
219846715 


3308619 33100 


obacterace 
219846286 
uence 

eria; Rhiz 
265678419 


938639 94015 


e; Heliore 
219857359 
nce 25266 
occaceae; 

265679028 
1 sequence 
stridiales 
265678796 


387448 38884 


Veillonel 
265678382 
ce 99261 
phomonadac 
219857458 
24024 
Veillonel 
219846818 
sequence 
Clostridia 
219846764 
ence 32342 
phomonadac 
219846388 
sequence 
ridiales; 
219846162 


4085324 40868 


eae; Syntr 
219846048 
S ribosoma 


265678913 


16S ribosomal RNA, partial sequence 223682 22507 


Peptococcu 
265678975 


130392 13190 


ogenes. 
265678890 


6S ribosomal RNA, complete sequence 257219 25873 


naerobacte 
265678839 
omplete se 
ermoanaero 


265678536 
nce 76438 
nellaceae; 
265678321 


6S ribosomal RNA, partial sequence 1082049 10834 


illus. 
228720667 


1164605 1164715 1 111 gi 
osomal RNA, partial sequence 
tes; Clostridia; 


ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref |NR_024920.1 
17 Nitrobacter al 
ae; Nitrobacter. 
ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacte 
ref|NR_025876.1 

3911550 391285 
obiales; Bradyrh 
ref|NR_028721.1 


K 


stis. 
ref|NR_024947.1 
73 2528174 Desulf 
Desulfotomaculu 
ref |NR_029336.1 

53088 54587 
7 Peptococcaceae 
ref|NR_029101.1 


la. 
ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_025046.1 
23 2403914 Veillo 
la. 
ref 

3 


NR_026410.1 
155325 315690 
les; Peptococcac 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025752.1 


monas. 
NR_025638.1 
A, partial s 


opho: 
ref 
1 RN 


ref|NR_029221.1 
Ss. 
ref |NR_029283.1 
2 Chrysiogenes 
ref |NR_029198.1 
race 
ref 
quen 
bact 


ae; Moorella 
NR_029144.1 
ce 331642 
erales; Ther 


ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 

ref |NR_028623.1 
61 Lactobacillus 


ref 


NR_027596.1 


mM. 


Xanthobacter 
bacter aminoxidans 
nthobacter. 
Nitrobacter alkalicus 
lkalicus Bacteria; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Xanthobacter flavus 


flavus Bacteria; 


Agromonas 

7 Agromonas 

izobiaceae; Agromonas. 
Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Desulfotomaculum 
otomaculum alkaliphilum 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Veillonella ratti 


’ 


3 Veillonella ratti Bacteria; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Veillonella criceti 
nella criceti Bacteria; 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Thermosyntropha 
syntropha lipolytica 
opha. 
Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Peptococcus niger 


4 Peptococcus niger Bacteria; 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Moorella 

333194 Moorella 
moanaerobacteraceae; 


Mitsuokella 
kella jalaludinii 


Lactobacillus equi 
equi Bacteria; 


Mitsuokella multacida 


1163739 1165249 Mitsuokella multacida DSM 20544 
Clostridiales; Veillonellaceae; Mitsuokella. 


562080 Bacteria_16S 1524624 15247341 111 gi| 219857527 
strain ATCC 35185 16S ribosomal RNA, partial sequence 15237 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
562080 Bacteria_16S 100727 100836 2 111 gi| 265678996 
strain SL-4 16S ribosomal RNA, complete sequence 99832 10139 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

562080 Bacteria_16S 395919 396028 2 111 gi| 265678791 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 39505 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 
562080 Bacteria_16S 511268 511377 2 111 gi| 265678711 
strain Tf 16S ribosomal RNA, partial sequence 510382 51190 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

562080 Bacteria_16S 532539 532648 2 111 gi| 265678697 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 53318 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 609864 609973 2 111 gi| 265678645 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; P 
562080 Bacteria_16S 731170 731279 2 111 gi| 265678561 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Soli 
562080 Bacteria_16S 958133 958242 2 111 gi| 265678406 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequen 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; 
562080 Bacteria_16S 1081338 1081447 2 111 gi| 265678322 
strain NAF001 16S ribosomal RNA, partial sequence 1080469 10819 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 1315526 1315635 2 111 gi|228716557 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ba 
562080 Bacteria_16S 1419977 1420086 2 111 gi|224581445 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 1436985 1437094 2 111 gi| 224581430 
profundus strain 506 16S ribosomal RNA, partial sequence 14361 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 
562080 Bacteria_16S 1441653 1441762 2 111 gi| 224581427 
milosensis strain SH714 16S ribosomal RNA, partial sequence 14407 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
562080 Bacteria_16S 1514009 1514118 2 111 gi| 219878119 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 15146 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 1586590 1586699 2 111 gi|219878487 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 15872 
Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 1635408 1635517 2 111 gi| 219878453 
maitriensis strain S1 16S ribosomal RNA, partial sequence 16345 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
562080 Bacteria_16S 1636870 1636979 2 111 gi|219878452 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacil 
Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 1638361 1638470 2 111 gi|219878451 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacil 
Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 1652046 1652155 2 111 gi|219878441 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial se 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; 
562080 Bacteria_16S 1685604 1685713 2 111 gi| 219878418 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 16861 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 1688581 1688690 2 111 gi| 219878415 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 16892 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 1690153 1690262 2 111 gi| 219878414 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 16892 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
562080 Bacteria_16S 1702586 1702695 2 111 gi| 219878406 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 17017 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
562080 Bacteria_16S 1808841 1808950 2 111 gi| 219878330 


antarcticus strain CMS 26or 16S ribosomal RNA, partial sequence 


antarcticus Bacte 


ria; Firmicutes; Bacillales; 


Planococcaceae; 
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ref 


ref 


ref 


ref 


ref 
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ref 
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ref 


ref 
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ref 
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ref 


ref 


ref 


ref 
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lus 


ref 
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ref 
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ref 


ref 
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609006 61048 
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ce 957258 95877 


1314657 13161 


36 1437633 Ocean 


88 1442278 Filob 


33 Bacillus humi 


30 1635961 Plano 


NR_025115.1 


42 1525238 Seleno 


enomonas. 
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7 
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i 
anithermus. 

NR_027209.1 
a 


NR_025258.1 


NR_025626.1 


NR_025592.1 
Cc 


NR_025591.1 
soli Bacteri 


NR_025590.1 
vireti Bacte 


NR_025580.1 
ce 165119 
illus. 
NR_025557.1 


NR_025554.1 


NR_025553.1 


86 1690816 Planoc 


NR_025545.1 


02 1703230 Haloba 


Selenomonas sputigena 
monas sputigena 


Halobacillus litoralis 


0 Halobacillus litoralis Bacteria; 


Tenuibacillus 
acillus multivorans 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Planomicrobium 
Planomicrobium 


Solibacillus 
Solibacillus 


Geobacillus 
Geobacillus 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Oceanithermus 
thermus profundus 


Filobacillus 
cillus milosensis 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Bacillus 
2 1652677 Bacillus 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Planococcus 
occus rifietoensis 


Halobacillus 
cillus karajensis 


NR_025469.1 


Planococcus 


1807983 1809461 Planococcus 


Planococcus. 


562080 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


562080 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


562080 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


562080 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


562080 Bacteria_1 


strain LMG 18435 
Firmicutes; Bacil 


562080 Bacteria_1 


strain LMG 17489 
Firmicutes; Bacil 


562080 Bacteria_1 


strain ET-5b 16S 
Firmicutes; Bacil 


562080 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


562080 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


562080 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


562080 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


562080 Bacteria_16S 


sapomandens strai 
Sapomandens Bacte 


562080 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


562080 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


562080 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


562080 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


562080 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


562080 Bacteria_16S 


ibosomal RNA, partial sequence 
lales; Bacillaceae; 
1891372 1891481 2 111 
16S ribosomal RNA, partial sequ 


16S ribosomal RNA, partial sequ 
lales; Planococcaceae; Ureibaci 
6S 1941159 1941268 2 111 
16S ribosomal RNA, partial sequ 
lales; Bacillaceae; Bacillus. 
6S 1945868 1945977 2 111 
16S ribosomal RNA, partial sequ 
lales; Bacillaceae; Bacillus. 
6S 1968621 1968730 2 111 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Inc 
1974510 1974619 2 111 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Mariniba 
2115201 2115310 2 111 


ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococ 
2119809 2119918 2 111 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillu 
2124304 2124413 2 111 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2125860 2125969 2 111 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2267007 2267116 2 111 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus 
2285388 2285497 2 111 
54 16S ribosomal RNA, partial s 
lales; Bacillaceae; Bacillus. 
2312461 2312570 2 111 
in 34 16S ribosomal RNA, partia 
tes; Bacillales; Bacillaceae; G 
2382055 2382164 2 111 
ribosomal RNA, partial sequenc 
lales; Bacillaceae; Bacillus. 
2429249 2429358 2 111 
n DSM 3223 16S ribosomal RNA, p 
ria; Firmicutes; Clostridia; Cl 
2444449 2444558 2 111 
GO7 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae 
2450547 2450656 2 111 
16S ribosomal RNA, partial sequ 
lales; Thermoactinomycetaceae; 
2453621 2453730 2 111 
in KCTC 3667 16S ribosomal RNA, 
eria; Firmicutes; Bacillales; T 
2551251 2551360 2 111 
strain NRRL B-23049 16S riboso 
pizizenii Bacteria; Firmicutes; 
2622054 2622163 2 Py 
S23F2 16S ribosomal RNA, parti 
tes; Bacillales; Planococcaceae 
2703543 2703652 2 111 


Geobacillus. 


1824185 1824294 2 111 gi| 219878320 
16S ribosomal RNA, complete sequence 18233 
tes; Bacillales; Bacillaceae; Halobacillus. 

1871314 1871423 2 111 gi| 219878287 


1870444 18719 


gi|219878270 
ence 1890504 18919 


lales; Bacillaceae; Bacillus. 

1892893 1893002 2 111 gi| 219878269 |ref|NR_025408.1 
train DSM 11706 16S ribosomal RNA, partial sequence 189204 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1912183 1912292 2 111 gi| 219878255 |ref|NR_025394.1 


ence 1911333 19128 
llus. 

gi|219878234 
ence 1940300 19418 


gi|219878231 
ence 1945009 19464 


gi|219878216 
1967755 19691 
ertae Sedis; Ther 
gi|219878212 
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cillus. 
gi| 219857658 
2114343 21158 
cus. 
gi| 219857655 
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Ss. 
gi| 219857652 
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gi 
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Planomicrobium. 
gi| 219857419 
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Laceyella 
gi| 219857417 
partial sequence 
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mal RNA, partial 
Bacillales; Baci 
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Planomicrobium. 
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sequenc 
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cocci; Thermales; 
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ref |NR_025409.1 
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ceae; Thermoflav 
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ref |NR_024881.1 
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Bacillus 
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Ureibacillus terrenus 
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02 Bacillus shackletonii Bacteria; 
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Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 
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50 Bacillus aquimaris Bacteria; 
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06 Bacillus marisflavi Bacteria; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 
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us sonorensis Bacteria; 


Geobacillus 
illus subterraneus 
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01 Bacillus jeotgali Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
lfotomaculum. 

Planomicrobium 
icrobium koreense 


Laceyella putida 


92 Laceyella putida Bacteria; 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Planomicrobium 
icrobium mcmeekinii 


ref|NR_024814.1 
2702689 270407 
Thermaceae; Oce 


Oceanithermus 
1 Oceanithermus 
anithermus. 


562080 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


562080 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


562080 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


562080 Bacteria_16S 


halophilum strain 
halophilum Bacter 


562080 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


562080 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


562080 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


562080 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


562080 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


562080 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


562080 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


562080 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


562080 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


562080 Bacteria_16S 


halophilum strain 
halophilum Bacter 


562080 Bacteria_16S 


restrictus strain 
restrictus Bacter 


562080 Bacteria_16S 


sporothermodurans 
sporothermodurans 


562080 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


562080 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


somal RNA, complete sequence 
laceae; Bacillus. 


3609848 3609957 2 11 


lales; Planococcaceae; 
3653690 3653799 2 111 
SEBR 3139 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; 
3666012 3666121 1 
PER-K23 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; 
3723347 3723456 2 111 
strain M215 16S ribosomal RNA, 
Bacteria; Firmicutes; 
3930708 3930817 2 Ply 
in IFO 12536 16S ribosomal RNA, 
eria; Firmicutes; Bacillales; 
3960152 3960261 2 111 
osomal RNA, partial sequence 
laceae; Bacillus. 


110 


16S ribosomal RNA, partial sequence 


Planococcus. 


partial 
Clostridia 


partial se 
Clostridia 


Bacillales; 


Planococ 


2712451 2712560 2 111 gi|219857180|ref|NR_024808.1 
ibosomal RNA, partial sequence 2711598 27129 
lales; Bacillaceae; Bacillus. 

2869771 2869880 2 111 gi|219856878|ref|NR_024697.1 
s strain DSM11821 16S ribosomal RNA, partial sequence 286889 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacil 

2871351 2871460 2 111 gi|219856877|ref|NR_024696.1 
6S ribosomal RNA, partial sequence 2870477 28720 
lales; Bacillaceae; Bacillus. 

2872928 2873037 2 111 gi|219856876|ref|NR_024695.1 
6S ribosomal RNA, partial sequence 2872057 28735 
lales; Bacillaceae; Bacillus. 

2876093 2876202 2 111 gi|219856874|ref|NR_024693.1 
6S ribosomal RNA, partial sequence 2875223 28767 
lales; Bacillaceae; Bacillus. 

2877675 2877784 2 111 gi|219856873|ref|NR_024692.1 

DSM4771 16S ribosomal RNA, partial sequence 2876799 287831 
ia; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

2879239 2879348 2 111 gi|219856872|ref|NR_024691.1 
somal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacte 
laceae; Bacillus. 

2880805 2880914 2 111 gi|219856871|ref|NR_024690.1 
S ribosomal RNA, partial sequence 2879945 28814 
lales; Bacillaceae; Bacillus. 

2882358 2882467 2 111 gi|219856870|ref|NR_024689.1 
S ribosomal RNA, partial sequence 2881499 28830 
lales; Bacillaceae; Bacillus. 

3038604 3038713 2 111 gi| 219846897 |ref|NR_026489.1 
ribosomal RNA, partial sequence 3037737 30392 
bacillales; Enterococcaceae; Vagococcus. 

3064519 3064628 2 111 gi| 219846879 |ref|NR_026471.1 
16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 

3070372 3070481 2 111 gi| 219846875 |ref|NR_026467.1 

16S ribosomal RNA, partial sequence 3069511 3070973 Vagoco 
bacillales; Enterococcaceae; Vagococcus. 

3154628 3154737 2 111 gi|219846819|ref|NR_026411.1 
SM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulf 
tes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinu 

3247290 3247399 2 111 gi| 219846756 |ref|NR_026348.1 
in DSM 10349 16S ribosomal RNA, partial sequence 3246473 324794 
eria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Des 

3362819 3362928 2 111 gi| 219846675 |ref|NR_026267.1 
16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium 
lales; Bacillaceae; Salimicrobium. 

3536443 3536552 2 111 gi|219846552|ref|NR_026144.1 
6S ribosomal RNA, partial sequence 3535585 35370 
lales; Bacillaceae; Bacillus. 

3545809 3545918 2 111 gi| 219846546 |ref|NR_026138.1 


3544949 35464 


gi| 219846499 
3608971 36104 


lales; Planococcaceae; Planococcus. 
3611329 3611438 2 111 gi| 219846498 
16S ribosomal RNA, partial sequence 36104 


219846469 
sequence 
les; Pepto 
219846461 
quence 
les; Pepto 
219846419 
1 sequence 
illaceae; 
219846274 
1 sequence 
caceae; Pl 
219846252 


gi 


gi 


gi 
partia 
Bac 

gi 
partia 


gi 


3959295 3960777 Bacillus firmus Bacteria; 


ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref |NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref |NR_026053.1 
3665143 366662 
coccaceae; Dehal 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_025864.1 

3929851 393132 
anomicrobium. 


54 Bacillus cohnii Bacteria; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Salimicrobium 
5 Salimicrobium 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Streptococcus ovis 
ovis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Desulfosporosinus 
osporosinus orientis 
s. 

Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Salimicrobium album 
album Bacteria; 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Dehalobacter 
8 Dehalobacter 
obacter. 

Bacillus 
9 Bacillus 


Planomicrobium 
2 Planomicrobium 


ref |NR_025842.1 


Bacillus firmus strain 
Firmicutes; 


562080 Bacteria_16S 4040840 4040949 2 111 gi| 219846196 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacil 
Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 4042298 4042407 2 111 gi|219846195 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 4117734 4117843 2 111 gi| 219846139 
strain ON59 16S ribosomal RNA, partial sequence 4116858 41183 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
562080 Bacteria_16S 4131446 4131555 2 111 gi|219846126 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 41305 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 
562080 Bacteria_16S 4133020 4133129 2 111 gi|219846125 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 41336 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

562080 Bacteria_16S 4171583 4171692 2 111 gi|219846099 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 41722 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

562080 Bacteria_16S 4212524 4212633 2 111 gi| 219846067 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

562080 Bacteria_16S 666129 666237 3 111 gi| 265678605 
strain WoG13 16S ribosomal RNA, partial sequence 665236 66673 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelos 
562080 Bacteria_16S 766806 766914 3 111 gi| 265678535 


montpellierensis strain ADV 281.99 16S ribosomal RNA, p 
montpellierensis Bacteria; Firmicutes; Clostridia; Clos 


562080 Bacteria_16S 850725 850833 2 110 
strain OS Hl 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
562080 Bacteria_16S 1160019 1160127 2 110 
acetoxidans DSM 771 16S ribosomal RNA, partial 
DSM 771 Bacteria; Firmicutes; Clostridia; 
562080 Bacteria_16S 1194871 1194979 3 111 
pacificum DSM 12653 16S ribosomal RNA, partial 
DSM 12653 Bacteria; Firmicutes; Clostridia; 
Carboxydibrachium. 
562080 Bacteria_16S 
metallireducens s 
metallireducens Bacteria; Firmicutes; 
562080 Bacteria_16S 1324803 1324911 3 
kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 
562080 Bacteria_16S 
hafniense strain 
DCB-2 Bacteria; Firmicutes; Clostridia; 
562080 Bacteria_16S 1693264 1693372 2 


1244781 1244889 2 110 


111 
7R1B Bacteria; Firmicutes; 


1341555 1341663 2 110 


110 


gi 


849874 85135 
Heliobacteriacea 


gi 


sequence 
Clostridiales 


gi 


sequence 
Thermoanaer 


gi 


train 853-15 16S ribosomal RNA, partia 


Clostridia; Clost 


gi 


7R1B strain 16S ribosomal RNA, partial 
Clostridia; 
tae Sedis; Caldicellulosiruptor. 


gi 


DCB-2 16S ribosomal RNA, partial seque 
Clostridiales; 


gi 


auripigmenti strain OREX-4 16S ribosomal RNA, partial s 


auripigmenti Bacteria; Firmicutes; Clostridia; 
562080 Bacteria_16S 2338000 2338108 2 110 
strain BG29 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
562080 Bacteria_16S 2388147 2388255 3 
yonseiensis strai 
Bacteria; Firmicutes; Clostridia; 
562080 Bacteria_16S 2548248 2548356 2 110 
meridiei strain S10 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
562080 Bacteria_16S 2629745 2629853 3 111 
strain Se-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Thermales; 
562080 Bacteria_16S 2755851 2755959 3 

toyohensis strain 
TOBE Bacteria; Firmicutes; Clostridia; 
562080 Bacteria_16S 3020312 3020420 3 111 
strain HN3-7 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Thermales; 
562080 Bacteria_16S 3021834 3021942 3 111 
strain RF-4 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Thermales; 


111 


111 


Clostrid 


gi 


2337153 23386 
Heliobacteriacea 


gi 


n KBl 16S ribosomal RNA, partial seque 
Thermoanaerobacterale 


gi 


sequence 


Peptoc 
gi 


2628913 26303 
Thermaceae; 


gi 


TOBE 16S ribosomal RNA, partial seque 
Thermoanaerobact 


gi 


3019481 30209 
Thermaceae; 


gi 


artial seq 
tridiales; 
265678479 


e; Heliore 
228721485 

11591 
; Peptococ 
228715634 

11940 
obacterale 


219857537 
1 sequence 
ridiales; 
219878140 
sequence 
Thermoana 


228721140 
nce 13406 
Peptococca 
219878412 
equence 

iales; Pep 
219857503 


e; Helioba 
219857468 
nce 23873 
s; Thermoa 
219857345 
25473 
occaceae; 

219857239 


Thermus. 

219857149 
nce 27549 
erales; Th 
219846910 


Thermus. 
219846909 


ref|NR_025657.1 


ref |NR_028910.1 
pora. 
ref |NR_028839.1 
uence 765978 
Veillonellaceae 
ref |NR_028782.1 


stis. 
ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref |NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref|NR_025125.1 
1243915 124542 
Peptococcaceae; 
ref|NR_025279.1 

1323941 132544 
erobacterales; T 


ref|NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_025091.1 


cterium. 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteracea 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024867.1 


ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref |NR_026502.1 


ref 


e: 


ref|NR_025786.1| Bacillus fordii strain 
lus fordii Bacteria; Firmicutes; 
ref|NR_025785.1| Bacillus farraginis 

25 Bacillus farraginis Bacteria; 
ref|NR_025729.1| Streptococcus minor 

54 Streptococcus minor Bacteria; 
ref|NR_025716.1| Marinibacillus 

88 4132093 Marinibacillus campisalis 
ref|NR_025715.1| Halobacillus locisalis 
65 Halobacillus locisalis Bacteria; 
ref|NR_025689.1| Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Veillonella 

767386 Veillonella 
Veillonella. 
Heliorestis baculata 


v 


8 Heliorestis baculata Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 
Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Desulfitobacterium 

itobacterium hafniense 

acterium. 
Desulfosporosinus 

7 Desulfosporosinus 

ulfosporosinus. 

Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Desulfosporosinus 
osporosinus meridiei 

Ss. 

Thermus scotoductus 


v 


81 Thermus scotoductus Bacteria; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


NR_026501.1 


Thermus igniterrae 


3021006 3022477 Thermus igniterrae Bacteria; 


Thermaceae; 


Thermus. 


TCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCCCTGCT 
CCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAANNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCATACTCGTGGCGA 
AAAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTGAGGCTAATAGTTCATACGGGAGTCATGCTGGAATGCCGACTCCCCGA 
AACGCTCAGGCGCTGTAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGA 
GACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGCGATAAGGGGACCCCAAGTGCGAGGGCATATA 
GTCCTCGCTTTTCTCGACCGTAAGGCGGTCGAGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATGACCGATATTAT 
TGGGCCTAAAGCGTCCGTAGCCGGCCACGAAGGTTCATCGGGAAATCCGCTAGCTCAACTGGCGGGCGTCCGGTGAAAACCACGTGGCTTGGGACCGGAAGGCTC 
GAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGGGACGAAAGCTAG 
GGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGAGAAG 
CGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACA 
TCTCACCAGCTCCGACTACAGTGATGACGATCAGGTTGATGACCTTATCACGACGCTGTAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCC 
TGTTAAGTCAGGCAACGAGCGAGACCCGCACTTCTAATTGCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCGGAGGAAGGAA 
CGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGTCGAGACAATGGGTCGCTATCTCGAAAGAGAACGCTAATCTCCTGAA 
CTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAGTACGTCCCTGCTCCTTGCA 
CACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCGAATCTGGGCTTCGCAAGGGGGCTTNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTTCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGGGTTCAGACCCGTA 
GCAGATAGCTCAGTAACACGTGGCCAAACTACCCTCTGGAGCGCAATAACCTCGGGAAACTGAGGCTAATGGCGCATACGGCTCGGCACCTGGAGTGGGCCGAGC 
TCGAAACGCTCCGGCGCCAGAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGAGCC 
CGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGTGCGATAAGGGGACTCCAAGTGCGAGGGCA 
TATAGTCCTCGCTTTTCTGGACCGTAAGGTGGTCCAGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGGCCGCTC 
TTATTGGGCCTAAAGCGTCCGTAGCTGGCCGATCAAGTCCGTCGGGAAATCCGCACGCCCAACGTGCGGGCGTCCGGTGGAAACTGATCGGCTTGGGACCGGAAG 
ACCAGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAG 
CTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGT 
GAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCG 
GACATCTCACCAGCATCGACAGTAGCAATGAAAGTCAGCCTGATGAGCTTACTGGAGTTACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGT 
CCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAACACCCCCGTGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAG 
GAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCGAGACAGTGGGATGCAACGCCGAGAGGCGACGCTAATCTCCG 
AAACTCGGTCGTAGTTCGGATTGCGGACTGAAACTCGTCCGCATGAAGCTGGATTCGGTAGTAATCGCCGTTCAGAAGACGGCGGTGAATACGTCCCTGCTCCTT 
GCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCCGGTTTCCGGGTCGAATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGT 
AGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGTCAT 
TGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTTAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCGAATAACCTCG 
GGAAACTGAGGCTAATATGGAATAGCGTTCATCGCCTGGAGTGGCACGAACGCGAAACGTTACGGCGCCATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGG 
GGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGA 
AACCTTTACACTGCACGCGAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTCACGACCGTAAGGTGGTCGTAGAATAAGTGACTGGGCA 
AGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCACGCAAGTCTATCGGGAAATCCG 
CGCGCTTAACGCGCGCGCGTCCGGTGGAAACTGCGTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCCGGGGTAGGAGTGAAATTCCGTAATTCTGGACGGACC 
ACCGGTGGCGAAAGCGCCTCTTGAAGACGGATCCGACGGTGAGGGACGAAAGTTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGT 
CTGCTAGGTGTGGCACAGGCTACAAGCCTGTGCTGTGCCGTAGGGAAGCCGTGAAGCAGACCCCCTGGAAAGTACGTCCGCAAGGATAAAACTTAAAGAAATTGG 
CGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGAACGTCAGGTTGATGACCTTAC 
TGGAGCCATTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAACAC 
CCTTGCGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGG 
CTACAATGGCCGAGACAGTGGGATGCAACCCCGAAAGGGGACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGG 
ATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGTTGAGGCCGACGCA 
ACGTCGGTCGAATCTGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTTGCACGAGTTCAGACTCGTA 
GCGAATAGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCACCATACCCTCGGGAAACTGAGGCTAATAGTGCATCTCACACTCACCCTGGAATGGCGAGTGT 
GTCAAACGCTCCGGCGCCGAAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCTCCGTGCCGATAATCGGTACGGGTCATGAGAGTGAGAACC 
CGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAAGGGGATCCCAAGTGCGTAGGCA 
TAGAGCCTACGCTTTTGTACACCCTAGGGAGGTGTCCGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGATGGCCGATC 
TTATTGGGCCTAAAGCGTCCGTAGCTGGCCGTGAAAGTCCATCGGGAAATCCACCGCTCAACGGGTGGACGTCCGGTGGAAACTTCACGGCTTGGGACCGGAAGG 
CGCGACGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGGGACGAAAGC 
TAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACAATGCCTGCTAGGTGTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCT 
AAGCAGGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGG 
ACATCTCACCAGCATCGACTGTGGTAATGACGGTCAGGTTGATGACCTCGCCACGAGCCACAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGT 
CCTGTTAAGTCAGGCAACGAGCGAGACCCGCATCCGTACTTGCCAGCAACACTGCGAAGTGGTTGGGGACAGTACGGAGACTGCCGTGGCCAACACGGAGGAAGG 
AACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGAGACAAAGGGTTCCTACTCCGAAAGGAGACGGTAATCTCAGA 
AACTCGATCGTAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCTGCTCCTTG 
CACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGCGTTCCACGCGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTA 
GGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGCCGGAGGCCACTGCTATGGGGGTCC 
GACTAAGCCATGCGAGTCATGGGGCGCCTCGCGCGCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGG 
CTAATCCCCCATAGGTCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGACTCTGTCCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGG 
CCCACCAAGCCTAAGATCGGTACGGGCCATGAGAGTGGGAGCCCGGAGATGGACACTGAGACAAGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCG 
CAATGCGGGAAACCGCGACGGGGGGACCCCCAGTGCCGTGGCAATGCCACGGCTTTTCCGGAGTGTAAGGAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGC 
AGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCACTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCTCACGGCTCAACC 
GTGGGGCTCGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCGGAGGGTACCCCTGGGGTAGGGGTGAAATCCTATAATCCCAGGGGGACCGCCAGTGGCGA 
AGGCGCTCCGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGT 
CGGGTGAGCTTCGGGCTCGCCCGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCAC 
CACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAG 
AGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGTGCCCCCAGTTGCCAGTCCTCCCCGTTGGGGAGGA 
GGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGG 
ACAATGGGATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATTGCGGGCTGCAACTCGCCCGCATGAAGCTGGAATCCCTAGTACCC 
GCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTCCGGGTGAGGCTTGGTCTCCCTTCGGGGAGGC 
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3521246 35213541 


Proteobacteria; 
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Deinococcus-Thermus; 
562080 Bacteria_16S 


Deinococci; Thermales; 
3878509 3878617 3 


ibosomal RNA, partial sequence 
Deinococcus-Thermus; 
562080 Bacteria_16S 


Deinococci; Thermales; 
4078515 4078623 3 

LR7.2 16S ribosomal RNA, 

Firmicutes; 
244585 244692 3 


ibosomal RNA, partial sequence 
ridia; 
562080 Bacteria_16S 

16S ribosomal RNA, partial sequence 804384 80579 


805194 805301 3 


Clostridia; 


Clostridiales; Veillonellaceae; 


109 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
; Pelobacteraceae; Malonomonas. 
sel gi|219846848|ref|NR_026440.1| Sporotomaculum 
equence 3110031 3111466 Sporotomaculum 
Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 
109 gi|219846562|ref|NR_026154.1| Pelobacter 
sequence 3520389 3521882 Pelobacter 
Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
110 gi|219846447|ref|NR_026038.1| Desulfitobacterium 
partial sequence 3684807 3686313 Desulfitobacterium 
Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
111 gi|219846311|ref|NR_025901.1| Thermus filiformis 
3876152 3877626 Thermus filiformis Bacteria; 
Thermaceae; Thermus. 
PLL gi|219846310|ref|NR_025900.1| Thermus aquaticus 
3877677 3879146 Thermus aquaticus Bacteria; 
Thermaceae; Thermus. 
£41 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
complete sequence 4077655 4079183 Cryptanaerobacter 
Clostridiales; Peptococcaceae; Cryptanaerobacter. 
110 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
243690 245115 Megasphaera elsdenii Bacteria; 
Megasphaera. 
110 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 


1 Anaeroglobus geminatus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

562080 Bacteria_16S 1404888 1404995 2 109 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

562080 Bacteria_16S 1927559 1927666 2 109 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

562080 Bacteria_16S 1979207 1979314 2 109 gi|219878209|ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
562080 Bacteria_16S 3027894 3028001 3 110 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 

562080 Bacteria_16S 21977 22087 1 111 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

562080 Bacteria_16S 77958 78064 3 109 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

562080 Bacteria_16S 96134 96240 3 109 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

562080 Bacteria_16S 141934 142040 3 109 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

562080 Bacteria_16S 143418 143524 3 109 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

562080 Bacteria_16S 344780 344890 1 111 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

562080 Bacteria_16S 362582 362688 3 109 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

562080 Bacteria_16S 802172 802278 3 109 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

562080 Bacteria_16S 858402 858508 3 109 gi|265678473|ref|NR_028776.1| Desulfovibrio 


mexicanus strain Lupl 16S ribosomal RNA, partial sequence 


857526 859025 Desulfovibrio mexicanus 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


562080 Bacteria_16S 
strain 01-570-1 1 
Firmicutes; Lacto 
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Deltaproteobacteria; 


112 gi| 219878362 


6S ribosomal RNA, partial sequence 1219617 12211 
bacillales; 


; Desulfovibrionaceae; Des 

111 gi|219857254|ref|NR_024885.1 

al sequence 2616635 261812 

Lactobacillales; Lactobacillaceae; Paralactob 
111 gi|219857236|ref|NR_024864.1 

sequence 2633347 263479 

Bacillales; Planococcaceae; Planomicrobium. 
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gi 
Deltaproteobac 
111 gi|219846861 
3090574 30919 
Ignavigranum. 
109 gi| 219846815 
ce 31599 
109 219846759 
quence 


gi 


’ 


109 gi| 219846583 


1981436 19829 


2613469 26150 


cl 


Clos 


Des 


omonadales; 


Desulfov 


ref|NR_025501.1 


73 Chondromyces 


09 Desulfovibrio 


ostridiales Fami 
ref |NR_024672.1 

2904128 290561 
tridiales Family 


NR_026480.1 
3049889 305136 
ulfovibrionales; 
ref |NR_026453.1 
90 Ignavigranum 


ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref |NR_026351.1 

3241884 324339 
ibrionales; Desu 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Carnobacteriaceae; Allofustis. 

111 gi|219878308|ref|NR_025447.1| Lactobacillus 

al sequence 1840072 1841573 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

109 gi|219878211]|ref|NR_025350.1| Desulfobacula 
ce 1975215 1976722 Desulfobacula phenolica 
acterales; Desulfobacteraceae; Desulfobacula. 

109 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 


robustus Bacteria; 


Sorangiineae; Polyangiaceae; Chondromyces. 
109 gi|219878206|ref|NR_025345.1| Chondromyces 
uence 1983024 1984558 Chondromyces 
Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
109 gi|219878205|ref|NR_025344.1| Chondromyces 
uence 1984609 1986142 Chondromyces 
a; Myxococcales; Sorangiineae; Polyangiaceae; 
109 gi|219857626|ref|NR_025215.1| Desulfovibrio 
equence 2162629 2164163 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
109 gi|219857575|ref|NR_025163.1| Desulfonatronum 
quence 2235498 2236978 Desulfonatronum 
Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
109 gi|219857450|ref|NR_025038.1| Desulfovibrio 
uence 2414827 2416310 Desulfovibrio 
a; Desulfovibrionales; Desulfovibrionaceae; 
109 gi|219857285|ref|NR_024916.1| Desulfovibrio 
uence 2573428 2574957 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
109 gi|219857264|ref|NR_024895.1| Desulfovibrio 
nce 2605722 2607261 Desulfovibrio burkinensis 
Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
109 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 


senezii Bacteria; 
ulfovibrio. 
Paralactobacillus 
9 Paralactobacillus 
acillus. 
Planomicrobium 

1 Planomicrobium 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionaceae; 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Desulfovibrio 

3 Desulfovibrio 
lfovibrionaceae; 


ref|NR_026175.1 


Desulfuromusa bakii 


strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 


562080 Bacteria_16S 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


palmitatis strain 
Bacteria; Proteob 


562080 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


562080 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


562080 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


562080 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


562080 Bacteria_16S 
strain L420-91 16S ribosomal RNA, part 
Bacillales; 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


562080 Bacteria_16S 
picturae strain R 


Bacteria; Firmicu 


562080 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


562080 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


562080 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


562080 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


562080 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


562080 Bacteria_16S 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 11561 


Bacteria; Firmicu 


562080 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


562080 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


562080 Bacteria_16S 


3773801 3773907 3 109 


4064907 4065013 3 109 


4066431 4066537 3 109 


31225 31334 2 111 
bacillales; Aerococcaceae; 
52375 52484 2 111 
bosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
102293 102402 2 111 


Bacteria; Firmicutes; 


606794 606903 2 111 


tes; Bacillales; Bacillaceae; 0 
718916 719025 2 111 
n 123 16S ribosomal RNA, comple 
tes; Bacillales; Bacillaceae; 
799051 799160 2 111 
ribosomal RNA, partial sequenc 
pelotrichi; Erysipelotrichales; 
869168 869277 2 111 
"WeeTee' 1999 16S ribosomal RN 
ia; Fusobacteria; Fusobacterial 
1034617 1034726 2 PLy 
4 16S ribosomal RNA, partial se 
tes; Bacillales; Paenibacillace 
1063559 1063668 2 111 
n TA-67 16S ribosomal RNA, part 
ria; Firmicutes; Bacillales; Al 
1155470 1155579 2 111 


tes; Bacillales; Bacillaceae; 0 
1297253 1297362 2 111 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1309385 1309494 3 112 
train IFAM I-551 16S ribosomal 


erans Bacteria; Proteobacteria; 


1310858 1310967 3 112 


S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


S ribosomal RNA, partial sequence 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 4065569 40669 
eltaproteobacteria; Desulfovibrionales 


gi 


gi 


51487 
Enterococ 


gi 
Paen 


gi 


-5321 16S ribosomal RNA, partial seque 


ceanoba 
gi 
te sequ 


Virgibac 


gi 

e 
Erysip 
gi 

A, part 
es; Fus 
gi 
quence 
ae; Ane 
gi 

ial seq 
icyclob 
gi 


ceanoba 
gi 


1296399 12978 


gi 
RNA, pa 
Alphap 


gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


562080 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


562080 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


562080 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


562080 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


562080 Bacteria_16S 


aphilum Bacteria; Proteobacteri 


1566788 1566897 2 111 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1568323 1568432 2 111 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1583480 1583589 2 111 


Viridiba 
111 


lales; Planococcaceae; 


1585035 1585144 2 
Viridiba 
111 


lales; Planococcaceae; 


1752762 1752871 2 
lales; Bacillaceae; Bacillus. 
1790445 1790554 2 Pid 
n LMG 20964 16S ribosomal RNA, 
ria; Firmicutes; Bacillales; Ba 
1804216 1804325 2 111 


a; Alph 


gi 


1565947 15674 


Leptot 
gi 


1567482 15689 


Leptot 
gi 


16S ribosomal RNA, partial sequence 1582619 15841 


cillus. 
gi 


16S ribosomal RNA, partial sequence 1584175 15856 


cillus. 
gi 


16S ribosomal RNA, partial sequence 1751903 17534 


gi 
partial 
cillace 


gi 


4064043 40655 


30363 
Facklamia. 


798207 79971 


219846382 
ence 37729 
omonadales 
219846176 
; Desulfov 
219846175 
; Desulfov 
265679043 
31864 


265679029 
53037 
cus. 

265678995 
ial sequen 
ibacillace 


265678647 
nce 60592 
cillus. 
265678569 
ence 71801 
illus. 
265678513 


elotrichac 
265678466 
ial sequen 
obacteriac 
265678355 
10337 
urinibacil 
265678335 
uence 
acillaceae 
253680753 


cillus. 
219857534 


228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


219846058 


richia. 
219846057 


richia. 


219878489 


219878488 


219878372 


219878342 
sequence 
ae; Virgib 


ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref |NR_029351.1 


ref |NR_029337.1 
Enterococcus 


ref |NR_029303.1 
ce 101441 102925 
ae; Aneurinibaci 


ref |NR_028952.1 
0 607435 Oceano 


ref |NR_028873.1 
9 719581 Virgib 
ref |NR_028816.1 
eae; Turicibacte 
ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref|NR_028001.1 


ref |NR_025122.1 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_025648.1 
31 Leptotrichia 


ref |NR_025647.1 
67 Leptotrichia 


ref |NR_025628.1 


ref|NR_025627.1 


ref|NR_025511.1 


ref|NR_025481.1 
1789570 179108 
acillus. 


219878333 


necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


24 Viridibacillus 


79 Viridibacillus 


Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 

Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Facklamia sourekii 


Facklamia sourekii Bacteria; 


Enterococcus asini 


asini Bacteria; 


Aneurinibacillus 
Aneurinibacillus 
llus group; 


Oceanobacillus 
bacillus picturae 


Virgibacillus 
acillus marismortui 


Turicibacter sanguinis 


4 Turicibacter sanguinis Bacteria; 


r. 
Leptotrichia 
Leptotrichia 

a. 
Aneurinibacillus 

nibacillus danicus 

inibacillus. 
Alicyclobacillus 

1 Alicyclobacillus 

us. 

Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


v 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Virgibacillus 
7 Virgibacillus 


ref|NR_025472.1 
1803341 180486 


Virgibacillus 
2 Virgibacillus 


562080 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


562080 Bacteria_16S 


CIP 106764 16S ri 


1857527 1857636 2 111 


bacillales; Carnobacteriaceae; 
1903490 1903599 2 111 
bosomal RNA, partial sequence 


gi|219878296 


6S ribosomal RNA, partial sequence 1856650 18581 
Trichoc 


occus. 
gi|219878261 
1902626 19040 


ref 
69 Trichococcus 


ref 


NR_025435.1 


NR_025400.1 
30 Facklamia miroungae Bacteria; 


Trichococcus palustris 
palustris Bacteria; 


Facklamia miroungae 


Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

562080 Bacteria_16S 2032515 2032624 2 PLY gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

562080 Bacteria_16S 2190968 2191077 2 111 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

562080 Bacteria_16S 2350120 2350229 3 112 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

562080 Bacteria_16S 2398728 2398837 2 111 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

562080 Bacteria_16S 2449035 2449144 2 111 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

562080 Bacteria_16S 2628206 2628315 2 111 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

562080 Bacteria_16S 2679575 2679684 2 111 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

562080 Bacteria_16S 2681114 2681223 2 111 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

562080 Bacteria_16S 2723035 2723144 2 111 gi|219857173|ref|NR_024801.1] Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

562080 Bacteria_16S 2729214 2729323 2 a oe Ue gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

562080 Bacteria_16S 2732249 2732358 2 111 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

562080 Bacteria_16S 2783000 2783109 3 112 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

562080 Bacteria_16S 2786080 2786189 2 111 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

562080 Bacteria_16S 2787660 2787769 2 111 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

562080 Bacteria_16S 2874516 2874625 2 111 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

562080 Bacteria_16S 2983961 2984070 2 111 gi|219846934|ref|NR_026526.1| Bacillus vedderi 


strain JaH 16S ri 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


562080 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


562080 Bacteria_16S 
700631 16S ribosomal RNA, partial sequence 


Lactobacillales; 


562080 Bacteria_16S 
ain DSM 1869 16S ribosomal RNA, partia 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


denitrificans str 


Hyphomicrobium. 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3000732 3000841 2 111 


lales; Bacillaceae; 
3041648 3041757 2 111 
bacillales; Aerococcaceae; 
3049304 3049413 2 AL: 


tes; 


3100464 3100573 2 111 
Aerococcaceae; Facklamia. 


3124537 3124646 3 112 


562080 Bacteria_16S 


3126026 3126135 3 112 


6S ribosomal RNA, partial sequence 
Geobacillus. 


S ribosomal RNA, partial sequence 
Facklamia. 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


2983106 29845 


gi| 219846923 
2999867 30013 


gi|219846895 
3040796 30422 


219846889 
30484 
remococcus 
219846855 


gi 


E 
gi 


3099595 3101003 Fackl 


219846839 
1 sequence 
Rhiz 


gi 


gi| 219846838 


methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 


ref 


ref 


ref 
54 3049838 Eremo 
ref 
amia ignava Bac 
ref 

3123738 31251 
obiales; Hyphom 


ref 
3125234 31266 


NR_026515.1 
82 Geobacillus pallidus Bacteria; 


NR_026487.1 
68 Facklamia languida Bacteria; 
NR_026481.1 


NR_026447.1 


NR_026431.1 


NR_026430.1 


83 Bacillus vedderi Bacteria; 


Geobacillus pallidus 


Facklamia languida 


Eremococcus coleocola 
coccus coleocola 
Facklamia ignava ATCC 
teria; Firmicutes; 


Hyphomicrobium 
83 Hyphomicrobium 
icrobiaceae; 


Hyphomicrobium 
53 Hyphomicrobium 


methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


562080 Bacteria_16S 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; 
562080 Bacteria_16S 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 


562080 Bacteria_16S 


3127495 3127604 3 112 


3128983 3129092 3 112 


3180442 3180551 2 111 


gi 


gi 


gi 


strain ATCC 700628 16S ribosomal RNA, partial sequence 


Firmicutes; 


australicum strai 


australicum Bacte 
562080 Bacteria_16S 


halophilus strain 


halophilus Bacteria; 
562080 Bacteria_16S 
DSM 8725 16S ribosomal RNA, partial sequence 
Bacillales; 


pseudalcaliphilus 
pseudalcaliphilus 


562080 Bacteria_16S 3538001 3538110 2 111 gi|219846551 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 35386 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 3539570 3539679 2 111 gi| 219846550 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 35402 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 3541142 3541251 2 111 gi| 219846549 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 35417 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 3811644 3811753 2 111 gi| 219846355 
funditum strain pf3 16S ribosomal RNA, partial sequence 38107 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnoba 
562080 Bacteria_16S 4048410 4048519 2 111 gi| 219846188 


vulcanalis strain 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

562080 Bacteria_16S 40058 40166 2 110 gi| 265679037 |ref|NR_029345.1 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

562080 Bacteria_16S 70502 70610 3 111 gi| 265679017 |ref|NR_029325.1 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; S 
562080 Bacteria_16S 105327 105435 3 111 gi| 265678993 |ref|NR_029301.1 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermo 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 
562080 Bacteria_16S 453102 453210 2 110 gi| 265678752 |ref|NR_029057.1 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 

Firmicutes; Bacillales; Macrococcus. 

562080 Bacteria_16S 549377 549485 3 111 gi| 265678686 |ref|NR_028991.1 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 55004 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

562080 Bacteria_16S 643502 643610 3 111 gi|265678622|ref|NR_028927.1 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacte 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

562080 Bacteria_16S 651123 651231 2 110 gi| 265678617 |ref|NR_028922.1 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
562080 Bacteria_16S 905423 905531 3 111 gi| 265678441 |ref|NR_028743.1 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermo 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanae 
Thermoanaerobacter. 

562080 Bacteria_16S 1060481 1060589 3 111 gi| 265678337 |ref|NR_028639.1 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 106111 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 
562080 Bacteria_16S 1286751 1286859 2 110 gi| 219846053 |ref|NR_025643.1 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 128739 


halotolerans Bacteria; 
562080 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


562080 Bacteria_16S 


brockii subsp. br 


Lactobacillales; Aerococcaceae; 
562080 Bacteria_16S 
n IFAM ST1306 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteria; 


3263736 3263845 3 112 


3361252 3361361 2 LET 
DSM 20408 16S ribosomal RNA, 
Firmicutes; Bacillales; 

3534876 3534985 2 111 


Bacteria; Firmicutes; 


Firmicutes; Bacillales; 
1304895 1305003 3 111 


tes; Clostridia; 
losiruptor. 

1313937 1314045 3 
ockii strain HTD4 


111 


ribosomal RNA, partial sequence 
Thermoanaerobacterale 


Facklamia. 


gi 


gi 


partial 
Bacillaceae; 


gi 


Bacillaceae; 


CsHg2 16S ribosomal RNA, partial sequence 40475 


Jeotgalicoccus. 


gi 


1304017 13055 


gi 


219846837 


Rhizobi 
219846836 
sequenc 

Rhizob 


219846801 
31795 


219846745 
sequenc 
Rhizob 
219846676 
sequence 
Marinoc 
219846553 


219846460 


S; 


ref|NR_026429.1 

3126704 312814 
ales; 
ref|NR_026428.1 
e 3128192 312961 


ref|NR_026393.1 


ref |NR_026337.1 
e€ 3262929 326438 


ref |NR_026268.1 
3360383 336190 
occus. 
ref 

3534017 353553 
Bacillus. 
ref|NR_026143.1 
44 Bacillus 


ref|NR_026142.1 
15 Bacillus 


ref|NR_026141.1 


ref |NR_025946.1 
56 3812276 Carnob 
cterium. 

ref|NR_025778.1 
66 4049023 Alicyc 


ref|NR_026051.1 


228718892 


16S ribosomal RNA, partial sequence 


iales; Hyphomicrobiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 


Hyphomicrobiaceae; Hyphomicrobium. 


Hyphomicrobium 
6 Hyphomicrobium 


iales; Hyphomicrobiaceae; 


Facklamia hominis 


83 3181087 Facklamia hominis Bacteria; 


Pedomicrobium 
2 Pedomicrobium 
Pedomicrobium. 
Marinococcus 
2 Marinococcus 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Carnobacterium 
acterium funditum 


Alicyclobacillus 
lobacillus vulcanalis 


Staphylococcus 
lococcus condimenti 


Schwartzia 
Schwartzia 
chwartzia. 
Thermoanaerobacter 
anaerobacter wiegelii 
; Thermoanaerobacter. 
Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Sporomusa ovata strain 
ria; Firmicutes; 


Aerococcus 
651625 Aerococcus 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Marinithermus 
6 Marinithermus 
Marinithermus. 

Jeotgalicoccus 
6 Jeotgalicoccus 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 
Thermoanaerobacterales 


Family III. Incertae 


ref|NR_027577.1 


131309 


Thermoanaerobacter 
4 1314606 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacter. 


Thermoanaerobacterales; 
562080 Bacteria_16S 


schleiferi subsp. 
carnosus subsp. 
carnosus subsp. 


strain GD521 16S 
Firmicutes; 


brockii subsp. 


vibrioides strain 


vibrioides Bacteria; 
562080 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; 


strain DSM 5090 1 
Firmicutes; 


strain DSM 3132 1 
Firmicutes; 


Clostridia; 
562080 Bacteria_16S 


Clostridia; 
562080 Bacteria_16S 


Clostridia; 
562080 Bacteria_16S 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial 
sanguinicola Bacteria; 
562080 Bacteria_16S 
burkinensis strain DSM 6283 16S ribosomal RNA, 
burkinensis Bacteria; 
562080 Bacteria_16S 


1318637 1318745 2 


1321721 1321829 2 


1433912 1434020 2 


Staphylococcus. 
1506434 1506542 3 


1880481 1880589 3 


Firmicutes; 
1882062 1882170 3 


1883638 1883746 3 


1885218 1885326 3 


1909169 1909277 2 


Firmicutes; 
2049616 2049724 3 


Firmicutes; 
2160464 2160572 3 


Firmicutes; 


Clostridia; 


Thermoanaerobacteraceae; 


110 


coagulans strain GA 211 16S ribosomal 
Staphylococcus schleiferi subsp. coagul 
562080 Bacteria_16S 


110 


carnosus strain 361 16S ribosomal RNA, 
carnosus Bacteria; 
562080 Bacteria_16S 


110 


ribosomal RNA, partial sequence 
Bacillales; 
562080 Bacteria_16S 
lactiethylicus strain SEBR 5268 1 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
562080 Bacteria_16S 
FKBS1 16S ribosomal RNA, 
Clostridia; 


111 


111 


111 


111 


111 


110 


111 


cl 
111 


ans Bacteria; 


Bacillales; 


lactiethylicus 
Thermoanaerobacteraceae; 


partial 


gi| 228715349 


gi| 228715346 


gi|224581433 
1433051 14345 


gi| 219846365 
6S ribosomal RNA, 
Bacteria; 


Thermoanaerobacter. 


gi| 219878279 


complete sequence 
Clostridiales; 


gi|219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


gi|219878277 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


gi|219878276 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridiales; Veillonellaceae; 


219878257 
sequenc 


gi 


Lactobacillales; Aerococcaceae; 


219878159 

sequence 

ostridiales; Veil 
gi|219857628 


gi 


salitolerans strain PA 51 16S ribosomal RNA, partial sequence 


salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; 


Swaminathania. 


562080 Bacteria_16S 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
562080 Bacteria_16S 


2566628 2566736 3 


2706549 2706657 2 


111 


110 


219857290 
sequenc 


gi 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 


oxidotolerans Bacteria; 
562080 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


phaeum strain PB 
Firmicutes; 


Clostridia; 
562080 Bacteria_16S 


Firmicutes; 
2883904 2884012 3 


2914250 2914358 2 


Bacillales; 


111 


110 


delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 


delphini Bacteria; 


Thermus; 


Firmicutes; 
562080 Bacteria_16S 
SPS-17 16S ribosomal RNA, partial sequence 
Deinococci; 
562080 Bacteria_16S 


3018789 3018897 3 


Thermales; 
3084023 3084131 3 


Bacillales; 


Thermaceae; 


Staph 
111 


Ther 
111 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 


sulfurophilus Bacteria; 


Thermoanaerobacter. 


562080 Bacteria_16S 


Firmicutes; 


3121493 3121601 2 


Clostridia; 


110 


Thermoanaerobacte 


gi|219846841 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 


oxalivorans Bacteria; 
562080 Bacteria_16S 

RAOx1 16S ribosomal RNA, partial sequence 31221 
Paenibacillaceae; Aneurinibacil 


oxalaticus strain 
Bacteria; 


mathranii strain 
Bacteria; 


Firmicutes; 


Firmicutes; 


Firmicutes; 
562080 Bacteria_16S 
A3 16S ribosomal RNA, partial 
Firmicutes; Thermoanaerobacterales; 
562080 Bacteria_16S 
strain DG-1 16S ribosomal RNA, partial sequence 
Clostridia; 
562080 Bacteria_16S 
ATCC 35205 16S ribosomal RNA, partial sequence 
Clostridia; 
562080 Bacteria_16S 


Firmicutes; 
3123040 3123148 2 


Bacillales; 
3174412 3174520 3 


Clostridia; 
3203355 3203463 3 
3830016 3830124 2 


Clostridiales; 
3881619 3881727 3 


Bacillales; 


Pa 
110 


111 
s 


111 


Clostridiales; Veillonellaceae; 


110 


Heliobact 
111 


enibacillaceae; 
gi|219846840 


219846805 

31735 
Thermoa 
gi|219846786 
3202501 32039 


gi 
equence 


gi|219846342 
3829173 38306 
eriaceae; Helioba 
gi| 219846308 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


RNA, partial 
Firmicutes; 


partial sequence 
Staphylococcus. 


Veillonellaceae; 


Sporomusa. 


Sporomusa. 


Sporomusa. 


Aneurinibacillus 


Sporomusa. 


ref|NR_027521.1| Staphylococcus 

sequence 1317758 1319249 
Bacillales; Staphylococcus. 

ref|NR_027518.1| Staphylococcus 


1320842 1322334 Staphylococcus 


ref|NR_027215.1| Staphylococcus felis 
25 Staphylococcus felis Bacteria; 


ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 


NR_025418.1| Propionispora 

81131 Propionispora 
Propionispora. 

NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 


ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 


ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 


ref |NR_025396.1 
e 1908318 190981 
Aerococcus. 
ref|NR_025298.1| Anaeroarcus 
2048758 2050263 Anaeroarcus 
lonellaceae; Anaeroarcus. 
ref|NR_025217.1| Swaminathania 
159648 2161102 Swaminathania 


Aerococcus 
6 Aerococcus 


is} 


Rhodospirillales; Acetobacteraceae; 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 


ref|NR_024921.1 
e 2565759 256728 


gi|219857184|ref|NR_024812.1| Exiguobacterium 
2705678 2707191 Exiguobacterium 
Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
gi|219856869|ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
Thermoanaerobacteraceae; Thermacetogenium. 
gi| 219856847 |ref|NR_024666.1| Staphylococcus 
2913371 2914863 Staphylococcus 
ylococcus. 
gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
mus. 
gi|219846866|ref|NR_026458.1| Thermoanaerobacter 


3083185 3084666 Thermoanaerobacter 
rales; Thermoanaerobacteraceae; 


NR_026433.1 
120644 312214 


ref Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 
ref |NR_026432.1| Ammoniphilus 

91 3123687 Ammoniphilus oxalaticus 

lus group; Ammoniphilus. 
ref|NR_026397.1| Thermoanaerobacter 
65 3175071 Thermoanaerobacter mathranii 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_026378.1| Sporomusa silvacetica 
81 Sporomusa silvacetica Bacteria; 


w 


ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 
cterium. 
ref|NR_025898.1| Thermoanaerobacter 
3880766 3882287 Thermoanaerobacter 


thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 


562080 Bacteria_16S 
F186 16S ribosoma 
Alphaproteobacter 
562080 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


562080 Bacteria_16S 


strain PL7HG1 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
562080 Bacteria_16S 


cetonica strain 4 
Bacteria; 


Bacteria; Proteob 


562080 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


562080 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


562080 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


562080 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


562080 Bacteria_16S 


DSM 14365 16S rib 
Bacteria; Proteob 


562080 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


562080 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


562080 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


562080 Bacteria_16S 


strain DSM 5901 1 
Proteobacteria; A 


562080 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


562080 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; Clost 


562080 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


562080 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


562080 Bacteria_16S 


micronuciformis s 
micronuciformis B 


562080 Bacteria_16S 


34632 16S ribosom 
Alphaproteobacter 


562080 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


562080 Bacteria_16S 


paradoxus strain 


Proteob 
562080 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 


687222 687329 2 109 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
728226 728333 2 109 gi 
acteria; Gammaproteobacteria; Chromatial 
812905 813012 2 109 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
902413 902520 2 109 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


nc 
al 


1057417 1057528 1 112 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


al 


1140412 1140519 2 
n E1L3A 16S ribosomal RNA, 
ria; Proteobacteria; 


109 gi 
complete se 
Gammaproteobacteria 
1210074 1210181 2 
osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1271861 1271968 2 109 gi 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1365671 1365782 1 112 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1572826 1572937 1 112 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1647501 1647612 1 112 gi 


109 gi 


al 


ea 


en 
le 


le 


lphaproteobacteria; Rhodospirillales; Ac 


1648998 1649109 1 112 gi 


ia; Rhodospirillales; Acetobacteraceae; 


1748225 1748332 3 110 gi 


ridia; Clostridiales; Veillonellaceae; M 
1787481 1787588 2 109 gi 
n SG 3301 16S ribosomal RNA, partial s 


ria; Proteobacteria; Gammaproteobacter 


eq 
ia 
2051176 2051283 3 


110 gi 


ridia; Clostridiales; Veillonellaceae; 
2140918 2141025 3 110 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2301723 2301834 1 112 gi 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
2354693 2354800 2 109 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 


rt 
ri 
ip 


nc 
ob 


eria; 


rhizobiace 
265678591 


68634 


acterales; 
265678563 


72737 
es; 
e 81203 
es; 


265678339 


sequenc 
Rhiz 


253680763 
quence 


Salini 


’ 


228715350 
1209193 12106 


es; Nann 


219846399 
1271016 1272493 Desul 


e; Desul 


228719040 


ce 13648 
Ss; Brady 


219857383 


15720 


Ss; Brady 


219878444 
6S ribosomal RNA, partial sequence 1646706 16481 


etobacte 


219878443 
somal RNA, partial sequence 1648203 1649649 Stell 


Stella. 


219878375 
6S ribosomal RNA, partial sequence 1747351 17488 


uence 
Chroma 


’ 


219878158 
6S ribosomal RNA, partial sequence 2050314 20518 
Anaerosin 
219857641 


ial sequ 
diales; 


219857529 
2300928 2302353 Afipi 


ia. 


219857491 


e 23538 
acterale 


2441418 2441525 2 109 gi 
ARh1 16S ribosomal RNA, partial sequence 


219857426 


Ecto 
265678504 


Ecto 
265678443 
quence 


eria; Chro 


ae; Bradyrhizobi 
ref |NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 


ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref|NR_028011.1 
1139586 114102 
sphaerales; Sali 


ref|NR_027522.1 


tineae; Hali 
NR_025990.1 
ma magnum Ba 


ocys 
ref 
fone 
fonema. 

ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_025583.1 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


ref|NR_025514.1 


ref |NR_025483.1 
1786631 178798 
tiales; Ectothio 
ref|NR_025297.1 
us. 
ref 
ence 
Veil 
ref 
a bi 


NR_025230.1 
214009 
lonellaceae; 


NR_025117.1 
rgiae Bacter 


ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 


255063 255174 1 112 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 

1 RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 

ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 
321571 321680 2 111 gi| 265678846 |ref|NR_029151.1]| Bacillus 

strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
383622 383733 1 tL? gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 

ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 


um. 

Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 

Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 

Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 

Thioalkalivibrio 

Thioalkalivibrio 
iorhodospiraceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Salinisphaera 
5 Salinisphaera 


nisphaeraceae; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Desulfonema magnum DSM 
cteria; Proteobacteria; 


Nitrobacter 

acter hamburgensis X14 

trobacter. 
Rhodopseudomonas 

seudomonas faecalis 

odopseudomonas. 

Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
egamonas. 
219878344 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 

Afipia birgiae strain 
ia; Proteobacteria; 


Desulfomonile 
omonile limimaris 
Desulfomonile. 


’ 


ref|NR_025014.1 


Thioalkalivibrio 


2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


562080 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
562080 Bacteria_16S 


Bacteria; Proteob 


strain AN1 16S ri 


strain SIR-1 16S 


Proteobacteria; D 


faecium strain AC 
Bacteria; Firmicu 


562080 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


562080 Bacteria_16S 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


562080 Bacteria_16S 


strain 34633 16S 


562080 Bacteria_16S 


strain L532 16S r 


Firmicutes; Lacto 


562080 Bacteria_16S 


strain Y6 16S rib 


Proteobacteria; G 


562080 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


562080 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


562080 Bacteria_16S 


2470273 2470380 2 


2568125 2568236 1 


2730722 2730829 2 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
562080 Bacteria_16S 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nannoc 
562080 Bacteria_16S 


109 gi 


112 gi 


25 


109 gi 


27. 


219857403 
ce 24694 
ales; 
219857289 


29867 27313 


Ectothio 


67339 25687 
rhizobiaceae; Nitrobacter. 
219857167 |ref|NR_024795.1 


ystineae 


ref|NR_024991.1 
12 2470870 Thioal 


ref|NR_024920.1 


rhodospirace 


Thioalkalivibrio 

kalivibrio nitratis 

ae; Thioalkalivibrio. 
Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Plesiocystis pacifica 


50 Plesiocystis pacifica Bacteria; 
7 Nannocystaceae; 


Plesiocystis. 


3585314 3585421 3 110 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
M 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
tes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

3912343 39124541 112 gi|219846286|ref|NR_025876.1]| Agromonas 
ain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
teria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 

4206445 4206552 2 109 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
train ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 

4223198 4223309 1 112 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

17367 17477 1 111 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

61483 61589 3 109 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
osomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

125200 125306 3 109 gi|265678979|ref|NR_029287.1| Nitrospira 
in NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
eria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

199857 199963 3 109 gi|265678930|ref|NR_029238.1| Pelobacter 
in WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 

283694 283800 3 109 gi|265678871|ref|NR_029177.1| Desulfobacter 
in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


562080 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


562080 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


562080 Bacteria_16S 
p. torquens strain 30 16S ribosomal RNA, 


coryniformis subs 


eria; Proteobacteria; 


323170 323276 3 
ibosomal RNA, 


complete sequence 


Deltaproteobacte 


109 gi 


ridia; Halanaerobiales; Halanaerobiaceae; Haloth 
502175 502285 2 111 gi| 265678717 
ibosomal RNA, partial sequence 501307 50281 
lales; Bacillaceae; Bacillus. 
508309 508419 1 111 gi| 265678713 


322285 32381 


ria; Desul 


265678845 


complet 


fobacterales; De 


ref|NR_029150.1 
ermothrix. 
ref |NR_029022.1 


ref|NR_029018.1 
e sequence 


sulfobacteraceae; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


562080 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


562080 Bacteria_16S 
strain J1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
562080 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


562080 Bacteria_16S 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 


Bacteria; Nitrosp 


strain CFBP 4188 
Proteobacteria; 


salivarius strain 
salivarius Bacter 


ia; 


Lactobacillus. 
582737 582843 3 


768251 768361 2 


779160 779266 3 


acteria; 


795910 796016 3 


867600 867706 3 


933327 933437 1 
HO 66 16S ribosomal RNA, 
Firmicutes; 


562080 Bacteria_16S 


1026968 1027074 3 


ibosomal RNA, partial sequence 


Lactobacillales; 


109 gi 


112 gi 


109 gi 


2ac9 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfob 


109 gi 


irae; Nitrospirales; Nitrospiraceae; Leptospiril 
562080 Bacteria_16S 


109 gi 


16S ribosomal RNA, partial sequence 866725 86827 
Gammaproteobacteria; Xanthomonadales; xX 
562080 Bacteria_16S 


anthomonad 

111 gi|265678423 
complete sequence 

Lactobacillacea 

109 gi| 265678360 


581868 58337 


767437 76891 


265678664 


265678534 


265678526 
77827 
acterales; 
265678515 
79504 


265678467 


ref|NR_028969.1 


ref|NR_028838.1 
ae; Devosia. 
ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_028770.1 
aceae; Xanthomon 
ref|NR_028725.1 

932436 934005 
e; Lactobacillu 


n 


acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 


acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfobacca. 


Syntro 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Leptospirillum 
pirillum ferriphilum 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Lactobacillus 
Lactobacillus 


ref|NR_028662.1 
1026088 102759 
phobacterales; S 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


562080 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


562080 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


562080 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


562080 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


562080 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


562080 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


562080 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


562080 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


562080 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


562080 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; R 


562080 Bacteria_16S 


entericus strain 
entericus Bacteri 


562080 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


562080 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


562080 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 


562080 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


562080 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


562080 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


562080 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


562080 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


562080 Bacteria_16S 


1033056 1033166 1 111 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1312397 1312503 3 109 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1368853 1368959 3 109 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1398914 1399020 3 109 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1509560 1509670 1 111 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1511140 1511249 2 LLY gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1517025 1517131 3 109 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


1653581 1653687 3 109 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655128 1655234 3 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1705588 1705694 3 109 gi 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
1764950 1765059 2 111 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1814952 1815058 3 109 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1894445 1894551 3 109 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


gi 


1933668 1933774 3 109 


gi 
eltaproteobacteria; Desulfovibrionales 
1977641 1977747 3 109 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
2043342 2043448 3 109 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2071018 2071128 1 111 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2184803 2184909 3 109 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
2196976 2197086 1 

LMG 21017 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; 
2318458 2318564 3 109 


111 gi 
complete 
Lactob 


gi 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


562080 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


562080 Bacteria_16S 


acteria; Gammaproteobacteria; Xanthomo 
2320050 2320156 3 109 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2625119 2625225 3 109 


gi 


265678356 
sequence 
obacillace 
228721465 
sequence 
eria; Xant 


228718692 
ence 13679 
ibrionales 
228715357 
nce 13980 
nadaceae; 
219846290 
A, partial 
acillales; 
219846273 
e sequence 
occaceae; 
219873435 
sequence 
cteria; De 


219878439 


1652728 16542 


anthomonad 
219878438 


1654275 16557 


anthomonad 
219878404 


1704738 17061 


rmoleophil 
219878361 

equence 

ococcaceae 
219878326 


1814099 18155 


anthomonad 
219878268 
equence 

a; Desulfo 


219878239 


16S ribosomal RNA, partial sequence 1932811 19342 


’ 


219878210 
19767 
ibrionales 
219878166 
quence 
cteria; Xa 
219878143 
uence 

cillaceae; 
219857609 
quence 

ia; Xantho 


’ 


219857601 
sequence 
acillaceae 
219857517 
ence 23175 
nadales; X 
219857516 
sequence 
teria; Xan 


219857248 


Desulfomicro 


Lactobacillus 
0 Lactobacillus 
s. 

Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


ref|NR_028658.1 
1032165 103372 
ae; Lactobacillu 
ref |NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref|NR_025863.1 
1510256 151166 
Abiotrophia. 
ref|NR_025194.1 
1516159 151759 


sulfobacterales; 


Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Gemmatimonas 
imonas aurantiaca T-27 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


ref|NR_025578.1| Thermomonas brevis 
24 Thermomonas brevis Bacteria; 
aceae; Thermomonas. 
ref|NR_025577.1| Thermomonas fusca 
71 Thermomonas fusca Bacteria; 
aceae; Thermomonas. 
ref|NR_025543.1| Thermoleophilum album 
97 Thermoleophilum album Bacteria; 
aceae; Thermoleophilum. 
ref|NR_025500.1] Streptococcus 

1764167 1765501 Streptococcus 
; Streptococcus. 
ref|NR_025465.1| Fulvimonas soli strain 
95 Fulvimonas soli Bacteria; 
aceae; Fulvimonas. 
ref|NR_025407.1| Desulfomicrobium 
1893578 1895094 Desulfomicrobium 
vibrionales; Desulfomicrobiaceae; 


ref|NR_025378.1| Desulfomicrobium orale 

85 Desulfomicrobium orale Bacteria; 

biaceae; Desulfomicrobium. 

ref|NR_025349.1| Desulfomicrobium 

73 1978275 Desulfomicrobium macestii 

; Desulfomicrobiaceae; Desulfomicrobium. 

ref|NR_025305.1] Stenotrophomonas 
2042490 2044002 Stenotrophomonas 

nthomonadales; Xanthomonadaceae; 


Thermobacillus 
8 Thermobacillus 


ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref|NR_025198.1 

2183928 218546 
monadales; Xanth 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Lactobacillus 
0 Lactobacillus 


ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 
2319172 232071 
thomonadales; Xa 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


ref|NR_024878.1| Rhodanobacter 


lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Rhodanobacter. 


562080 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


562080 Bacteria_16S 


MA001 16S ribosom 
Bacillales; Bacil 


562080 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


562080 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


562080 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


562080 Bacteria_16 


strain ATCC 33616 
Bacteria; Proteob 


562080 Bacteria_16 


japonensis strain 
Bacteria; Proteob 


562080 Bacteria_16 


halotolerans DSM 
Bacteria; Proteob 


562080 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


562080 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; G 


562080 Bacteria_16S 


strain LMG 8678 1 
Proteobacteria; G 


562080 Bacteria_16S 


strain LMG 947 16 
Proteobacteria; G 


562080 Bacteria_16S 


strain LMG 673 16 
Proteobacteria; G 


2673501 2673611 1 111 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2698911 2699021 2 111 gi 
al RNA, partial sequence 
laceae; Bacillus. 

2837371 2837481 1 PLY gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2851178 2851284 3 109 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


gi 
e 
ac 


1 


2852747 2852853 3 109 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
Ss 2857426 2857532 3 109 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
Ss 2923470 2923576 3 109 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
Ss 3112368 3112474 3 109 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
109 gi 
16S ribosomal RNA, partial seq 
roteobacteria; Deltaproteobacte 


ne 


ne 
ac 


, 


3151531 3151637 3 
in KMS2 
eria; P 


ue 
ri 


3181991 3182097 3 109 

S ribosomal RNA, partial sequence 
ammaproteobacteria; 
3183543 3183649 3 
6S ribo 
ammaproteobacteria; Xanthomonadales; xX 
3185095 3185201 3 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3186647 3186753 3 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; 


gi 


Xanthomonadales; X 
109 gi 


an 


an 


an 


Xanthomonadales; Xan 


562080 Bacteria_16S 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


562080 Bacteria_16S 


strain LMG 690 16 
Proteobacteria; G 


562080 Bacteria_16S 


strain LMG 733 16 
Proteobacteria; G 


562080 Bacteria_16S 


strain LMG 847 16 
Proteobacteria; G 


562080 Bacteria_16S 


strain LMG 8670 1 
Proteobacteria; G 


562080 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; G 


562080 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


562080 Bacteria_16S 


strain LMG 5743 1 
Proteobacteria; G 


562080 Bacteria_16S 


strain LMG 5047 1 
Proteobacteria; G 


562080 Bacteria_16S 
strain LMG 708 16S ribosomal RNA, partial sequence 


3188199 3188305 3 
n LMG 9 
ria; Pr 


109 gi 
11 16S ribosomal RNA, partial s 
oteobacteria; Gammaproteobacteria 
3189751 3189857 3 109 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3191303 3191409 3 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3192855 3192961 3 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; 
3194405 3194511 3 
6S ribo 
ammaproteobacteria; Xanthomonadales; X 
3195957 3196063 3 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3288008 3288114 3 109 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3289497 3289603 3 109 gi 


gi 


an 


an 


Xanthomonadales; X 
109 gi 


an 


an 


an 
en 


he 


ammaproteobacteria; Xanthomonadales; xX 
3291022 3291128 3 109 gi 


an 


ammaproteobacteria; Xanthomonadales; Xan 


3292574 3292680 3 109 gi 


21 
219857189 
2698052 2699555 Bacil 
219856899 
qu 
ob 
219856890 
ia 
219856889 


na 
219856886 


na 
219856841 


na 


219846847 


219846821 


219846800 
3181138 31826 


219846 
somal RNA, partial sequence 3182688 31841 


219846 
3184240 31857 


219846 
3185792 31872 


219846796 
eq 
219846795 
3188896 31903 


219846 
3190448 31919 


219846 
3192000 31935 


219846 
somal RNA, partial sequence 3193552 31950 


219846 
3195102 31966 


219846729 
219846728 
6S ribosomal RNA, partial sequence 3288642 32901 


219846727 
6S ribosomal RNA, partial sequence 3290167 32916 


219846726 
3291719 3293220 Xanthomonas fragariae Bacteria; 


9857207 
sequence 
tobacill 


ence 
acillace 


sequence 
Pseudo: 


, 


28518 
dales; X 


28565 
dales; X 


e 29226 
dales; X 


e 31115 
terales; 


nce 


a; Desul 


thomonad 
799 


thomonad 
798 


thomonad 
797 


thomonad 


uence 
Xantho: 


, 


thomonad 
794 


thomonad 
793 


thomonad 
792 


thomonad 
791 


thomonad 


ce 32871 


rmodesul 


thomonad 


thomonad 


ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024817.1 
lus asahii Bacte 


ref|NR_024718.1 
2836503 283790 
ae; Lactobacillu 
ref|NR_024709.1 
2850317 285183 
monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026413.1 
150676 315218 
fovibrionales; D 


w 


ref|NR_026392.1 


acea 
ref 


e; Xanthomon 
NR_026391.1 


acea 
ref 


e; Xanthomon 
NR_026390.1 


acea 
ref 


e; Xanthomon 
NR_026389.1 


acea 
ref 

3 
mona 


e; Xanthomon 
NR_026388.1 
187344 318884 
dales; Xanth 
ref|NR_026387.1 


acea 
ref 


e; Xanthomon 
NR_026386.1 


acea 
ref 


e; Xanthomon 
NR_026385.1 


acea 
ref 


e; Xanthomon 
NR_026384.1 


acea 
ref 


e; Xanthomon 
NR_026383.1 


aceae; Xanthomon 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref |NR_026320.1 


acea 
ref 


e; Xanthomon 
NR_026319.1 


aceae; Xanthomon 


Lactobacillus 
4 Lactobacillus 
llus. 

Bacillus asahii 
ria; Firmicutes; 


strain 


Lactobacillus 
8 Lactobacillus 
s. 

Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 

Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Thermodesulfovibrio 
desulfovibrio islandicus 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 


ref|NR_026318.1 


Xanthomonas fragariae 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


CGGGTCGAGCCCGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGCC 
ACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCGCTCTGCGCGCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGAT 
AACCCCGGGAAACTGGGGCTAATCCCCCATAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGTCTCTGACCGCCCGAGGATGGGCCGGCGGCCGATTAGG 
TAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCA 
GCAGGCGCGAAACCTCCGCAATGCGGGCAACCGCGACGGGGGGACCCCCAGTGCCGTGGCATAGCCACGGCTTTTCCGGAGTGTAAAAAGCTCCGGGAATAAGGG 
CTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCG 
AAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTATAATCCCAG 
GGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGAC GAAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAA 
AGGATGCGGGCTAGGTGTCGGGCGAGCTTCGAGCTCGCCCGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAG 
GAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGT 
CTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGT 
CCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACG 
CGCGCTACAATGGGCGGGACAATGGGATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATTGCGGGCTGCAACTCGCCCGCATGAAG 
CTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTCCGGATGAGGCCTG 
GTCTCCCTTCGGGGAGGCCGGGTCGAGTCTGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCGCTCTGCGCGCACCGGCGGACGGCTCAGTAACACGTCGG 
TAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGTCTCTGACCGCCCGA 
GGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCCCGGAGATGGACACTGAGACAC 
GGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGCAACCGCGACGGGGGGACCCCCAGTGCCGTGGCATCGCCACGGCTTTTCCGGAGT 
GTAAAGAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGTA 
GCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCGGAGGGTACTCCTGGGGTA 
GGGGTGAAATCCTATAATCCCAGGAGGACCGCCAGTGGCGAAGGCGCTCCGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCGAACCGGATTAGA 
TACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGCTTCGAGCTCGCCCGGTGCCGAAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTAC 
GGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGC 
AGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGA 
GACCCGCGCCCCCAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATG 
CCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATCGCG 
GGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCC 
GAGCGGGGTCTGGATGAGGCCTGGTCTCCCTTCGGGGAGGCCGGGTCGAGTCTGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGCCGGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCCTTGCGCGCA 
CCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGCCTGAGGTACTGGAAGGTCCTC 
AGGCCGAAAGGGGCTTTGCCCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTG 
GGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGCAACCGCGACGGGGGGACCCCCAGTGCC 
GTGGCATCGCCACGGCTTTTCCGGAGTGTACAAAGCTCCGGGAATAAGGGC TGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCC 
GCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCTCACGGCTCAACCGTGGGGCTTGCTGGGGATACTGCGGGCCTTGGGACCG 
GGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTGTAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACG 
AAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGTGAGCTTCGAGCTCGCCCGGTGCCGAAGGGAAG 
CCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAAC 
GCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGG 
CGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGA 
AGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGC TACAATGGGCGGGACAATGGGATCCGACCCCGAAAGGGGAAGGGAATCCC 
CTAAACCCGCCCCCAGTTCGGATTGCGGGCTGCAACTCGCCCGCATGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCC 
TTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTCTGGGTGAGGCCTGGTCTCCCTTCGGGGAGGCCGGGTCGAGCCTGGGCTCCGTGAGGGGGGAGAAGTCG 
TAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAG 
TCATGGGGCGCGCTCTGCGCGCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAG 
GCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGGCATCTGCCCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGA 
AGATCGGTACGGGCCATGAGAGTGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGCAAC 
CGCGACGGGGGGACCCCCAGTGCCGTGGCATAGCCACGGCTTTTCCGGAGTGTAAAAAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTA 
ATACCGGCGGCCCGAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTG 
GGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTG 
GAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGCTTCG 
AGCTCGCCCGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGA 
GCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGG 
CCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGG 
GACCGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCG 
ACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATCGCGGGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATC 
GCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTCCGGGTGAGGCCTGGTCTCCCTTCGGGGAGGCCGGGTCGAGCCTG 
GGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGCCACTGCTATG 
GGGGTCCGACTAAGCCATGCGAGTCACGGGGTCCCTTCGGGGACACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGA 
AACTGGGGCTAATCCCCCATAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGTCTCTGACCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGG 
GGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGA 
AACCTCCGCAATGCGGGAAACCGCGACGGGGGGACCCCCAGTGCCGTGGCACCGCCACGGCTTTTCCGGAGTGTAAAGAGCTCCGGGAATAAGGGCTGGGCAAGG 
CCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACG 
GCTCAACCGTGGGGCTTGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACTCCTGGGGTAGGGGTGAAATCCTATAATCCCAGGAGGACCGCC 
AGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGG 
CTAGGTGTCGGGTGAGCTTCGGGCTCGCCCGGTGCCGAAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGG 
GGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGAC 
ACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGTCCTCCCCGCT 
GGGGAGGAGGCACTCTGGGGGGACTGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAA 
TGGGCGGGACAATGGGATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATTGCGGGCTGCAACTCGCCCGCATGAAGCTGGAATCCC 
TAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTCCGGGTGAGGCCTGGTCTCCCTTC 
GGGGAGGCCGGGTCGAGCCTGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNCGGAGGCCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGCGCGCTCTGCGCGCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCG 
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Lactobacillus. 
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Proteobacteria; 
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Proteobacteria; 
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29651 29760 2 111 


Firmicutes; 
56917 57026 


eria; 
3 112 
acteria; Gammaproteobacteria; 


58418 58527 3 112 


80869 80978 2 111 
lales; Listeriaceae; Listeria. 


220059 220167 2 111 
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346341 346450 2 111 
osomal RNA, partial sequence 
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bosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
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562080 Bacteria_16S 
albilineans strai 
albilineans Bacteria; 


S ribosomal RNA, partial sequence 


lphaproteo 
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380610 380719 2 111 
strain NCC725 16S ribos 
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gi 


gi 
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gi 
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W218 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
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SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteria; 
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gi 


gi 
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2611 16S ribosomal RNA, partial sequence 
Chromatiales; 
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gi 
80 


gi 
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Brevibacillus. 
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4029 16S ribosomal RNA, part 
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gi 
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219846725 


3293271 32947 


219846724 


n LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219846711 


in G3 100 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


219846424 


DSM 6132 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteri 
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219846387 
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sequence 
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rain R3 16S ribosomal RNA, partial sequence 
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in LA 5 16S ribosomal RNA, partial sequence 
Lactobacillales; 


265679026 


265679025 


57580 
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in BD 53 16S ribosomal RNA, partial sequence 
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Desul 


Chromatiale 


37655 
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Desulfovibrionales; 


Chromatiales; 
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Geobacillus. 


ial sequence 346943 3 
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ref|NR_026316.1 
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ref|NR_026303.1 
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ref |NR_026015.1 
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ref|NR_025978.1 
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ref|NR_025977.1 
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ref |NR_025943.1 
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ref |NR_029352.1 
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ref |NR_029334.1 
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Thiocystis. 
ref |NR_029318.1 


ref 
2 
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ref |NR_029132.1 
2 Brevibacillus 


ref |NR_029131.1 


48361 


Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
Xanthomonas. 


Xanthomonas 
2 Xanthomonas 


Xanthomonadaceae; 


Desulfovibrio 
8 Desulfovibrio 


Desulfovibrionaceae; 


Halothiobacillus 
4 Halothiobacillus 


Halothiobacillaceae; 


Desulfovibrio 


fovibrio acrylicus 
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Halothiobacillus 
3 Halothiobacillus 
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Geobacillus 
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s Bacteria; 


Firmicutes; 


Lactobacillales; Lactobacillaceae; 


562080 Bacteria_16S 414613 414722 2 111 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

562080 Bacteria_16S 431480 431589 3 112 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

562080 Bacteria_16S 446939 447048 3 112 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
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gi 
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Acetobacteraceae; 


Acetobacteraceae; 


3  Roseomonas cervicalis Bacteria; 
Roseomonas. 

ref|NR_029061.1| Roseomonas gilardii 
5 Roseomonas gilardii Bacteria; 
Roseomonas. 


265678747 |ref|NR_029052.1| Streptococcus 
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n 47-16 16S ribosomal RNA, partial sequence 
Lactobacillales; 


265678364 


1019984 10214 


Streptoc 


gi 


complet 
Strep 


gi 


occus. 
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265678347 


ain BLx 16S ribosomal RNA, partial sequence 
Bacilla 


ceae; 
265678340 


n 015-7 16S ribosomal RNA, partial sequence 
Bacillace 


ae; Parali 
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6 833394 Entero 
cus. 
ref|NR_028748.1 
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5 916988 Strept 
occus; Streptoco 
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ref |NR_027600.1 
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562080 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


562080 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


562080 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


562080 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


562080 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


562080 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


562080 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


562080 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


562080 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


562080 Bacteria_16S 


limnaeus strain A 
Bacteria; Proteob 


562080 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


562080 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


562080 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


1225028 1225137 2 
ria; Firmicutes; 
1255204 1255313 2 
n DSM 6472 16S ribosomal RNA, 
ria; Firmicutes; Bacillales; 
1323263 1323372 2 


Streptococcus. 
1327876 1327985 2 


osus Bacteria; Firmicutes; 
1410875 1410984 2 
strain 108 16S ribosomal RNA, 
Bacteria; Firmicutes; 
1526146 1526255 2 
tes; Lactobacillales; 
1554980 1555089 2 
tes; Bacillales; Bacillaceae; 
1562397 1562506 2 
cteria; Firmicutes; 
1588151 1588260 2 
bacillales; Enterococcaceae; 
1609670 1609779 2 
atorum Bacteria; Firmicutes; 
1661287 1661396 2 

ain CMS 21w 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; 
1745237 1745346 2 
bacillales; Streptococcaceae; 
1837824 1837933 2 
in DSM 6629 16S ribosomal RNA, 
eria; Firmicutes; 
1839387 1839496 2 
bacillales; Lactobacillaceae; 
1904862 1904971 3 
26 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; 
1961034 1961143 2 
bacillales; Enterococcaceae; 
2038666 2038775 2 


2061883 2061992 3 


cteria; Proteobacteria; 


562080 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


562080 Bacteria_16S 


strain H-8 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
562080 Bacteria_16S 2259223 2259332 2 111 gi| 219857560 
strain ATCC 29178 16S ribosomal RNA, partial sequence 22583 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
562080 Bacteria_16S 2286827 2286934 2 109 gi| 219857541 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Ch 
Thioalkalivibrio. 

562080 Bacteria_16S 2326120 2326225 6 111 gi|219857512 


stercorarium subs 


Clostridiaceae; C 


2083348 2083457 2 
ATCC 33200 16S ribosomal RNA, 
a; Firmicutes; 
2154440 2154549 3 
bosomal RNA, partial sequence 


p. 


lostridium. 


111 
n CCUG 42692 16S ribosomal RNA, partia 
Lactobacillales; 
111 


Paenibaci 
111 
p- dysgalactiae strain ATCC 43078 16S 
Streptococcus dysgalactiae subsp. dysgal 


111 


Lactobacillales; 
111 
16S ribosomal RNA, partial sequence 
Lactobacillaceae 
111 
AB04 16S ribosomal RNA, partial seque 


111 
rain K4 16S ribosomal RNA, partial seq 
Bacillales; 
111 
16S ribosomal RNA, partial sequence 1587284 15887 
Enterococ 
111 
m strain CECT 5772 16S ribosomal RNA, 
Lactobaci 
111 


111 
16S ribosomal RNA, partial sequence 


111 


Lactobacillales; 
111 
6S ribosomal RNA, partial sequence 1838512 18400 


112 


111 
16S ribosomal RNA, partial sequence 
Vagococcu 
111 
16S ribosomal RNA, partial sequence 2037802 20393 
lales; Bacillaceae; Virgibacillus. 
112 
rain DSM 229 16S ribosomal RNA, partia 
Gammaproteobac 
111 


Lactobacillales; 
112 


219878314 
1 sequence 
ptococcace 
219857194 
sequence 

llaceae; B 
228715345 
ribosomal 
actiae Bacteria; 


gi 


Stre 
gi 
partial 


gi 


219846129 
rtial sequ 
ales; Lact 
224581432 
sequence 
Streptoco 
219857499 
15252 
; Lactobac 
219857209 
nce 15541 
illus. 
219846143 
uence 
aceae; Ano 
219878486 


gi 
RNA, pa 


gi 
partial 


gi 


gi 


Anoxybac 
gi 


Bacill 
gi 


cus. 
219878470 
partial se 
llales; St 
219878434 
sequence 
ccaceae; P 
219878377 
17443 
occus. 

219878310 
sequence 
tobacillac 
219878309 


gi 


gi 
partial 
Planoco 


gi 


Streptoc 
gi 

partial 

Lac 


gi 


illus. 

219878260 
19040 
ales; Chro 
219878221 
19601 


Lactobac 
gi 

sequence 
Chromati 


gi 


Ss. 


gi|219878169 


219878149 
1 sequence 
teria; Chr 
219878134 
sequence 
Lactobacillaceae 
gi| 219857632 
2153652 21550 


gi 


gi 
partial 


Firmicutes; 


ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_027517.1 
RNA, partial seq 


ref 
ence 


NR_025719.1 
132699 
obacillaceae; La 
ref|NR_027214.1 
1410019 141148 
ccaceae; Strepto 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref |NR_024837.1 
24 1555535 Anoxyb 


ref|NR_025733.1 
1561538 156291 
xybacillus. 
ref|NR_025625.1 
92 Enterococcus 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025573.1 

1660434 166191 
aenisporosarcina 
ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref|NR_025360.1 
67 1961603 Vagoco 


ref|NR_025308.1 
07 Virgibacillus 


ref |NR_025288.1 
2061023 206241 
omatiales; Chrom 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025221.1 


raceae; Rubritep 
ref|NR_025148.1 
45 2259880 Strept 


ref|NR_025129.1 
2285990 228738 
romatiales; Ecto 


ref 


Streptococcus 
1 Streptococcus 
Ss. 

Brevibacillus 
5 Brevibacillus 


Streptococcus 
uence 1322385 1323890 


Lactobacillales; 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Streptococcus 
6 Streptococcus 
coccus. 
Lactobacillus jensenii 
acillus jensenii 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Enterococcus italicus 


italicus Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Sporosarcina 
6 Paenisporosarcina 
Streptococcus ratti 
ococcus ratti Bacteria; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Vagococcus fessus 
ccus fessus Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Lamprocystis 
5 Lamprocystis 
atiaceae; Lamprocystis. 
Lactobacillus 
3 Lactobacillus 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Streptococcus iniae 
ococcus iniae Bacteria; 


Thioalkalivibrio 
3 Thioalkalivibrio 


thiorhodospiraceae; 


Clostridium 


NR_025100.1 


leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 
Clostridium stercorarium subsp. 


2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


562080 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


562080 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


562080 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


562080 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


562080 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


562080 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


562080 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


562080 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


562080 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


562080 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


562080 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


562080 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


562080 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


562080 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


562080 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


562080 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


562080 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; G 


562080 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


562080 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


562080 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


562080 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


562080 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. thermol 


Clostridiaceae; C 


562080 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


2404840 2404949 2 111 
S ribosomal RNA, partial sequence 


gi 


2403965 24054 


219857457 


ref|NR_025045.1 
86 Lactobacillus 


Lactobacillus kimchii 
kimchii Bacteria; 


bacillales; Lactobacillaceae; Lactobacillus. 

2417238 2417347 2 neal gi|219857448|ref|NR_025036.1| Streptococcus 
W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2426444 2426553 2 111 gi|219857441|ref|NR_025029.1| Viridibacillus neidei 
ribosomal RNA, partial sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
lales; Planococcaceae; Viridibacillus. 

2452098 2452207 2 111 gi|219857418|ref|NR_025006.1| Seinonella 
in KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
eria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

2589669 2589778 2 111 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 

16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

2592822 2592931 2 111 gi|219857273|ref|NR_024904.1| Enterococcus dispar 

16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

2598942 2599051 2 sa Ue gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 
16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 
ridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

2664399 2664508 2 Ll gi|219857214|ref|NR_024842.1| Streptococcus 
ain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
C 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2665961 2666070 2 LL1 gi|219857213|ref|NR_024841.1| Streptococcus 
ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2697357 2697466 2 111 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
rain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
cteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

2704996 2705105 2 111 gi|219857185|ref|NR_024813.1| Lactobacillus 
n JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

2924970 2925079 2 LEE gi|219856840|ref|NR_024659.1| Streptococcus peroris 

ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

2999158 2999267 2 TL gi|219846924|ref|NR_026516.1| Anoxybacillus 
in DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

3002298 3002407 2 111 gi|219846922|ref|NR_026514.1| Brevibacillus 
n BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
tes; Bacillales; Paenibacillaceae; Brevibacillus. 

3009805 3009914 2 111 gi|219846917|ref|NR_026509.1| Lactobacillus 

TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

3024897 3025006 2 111 gi|219846907|ref|NR_026499.1| Enterococcus 

1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
ia; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

3172903 3173012 3 112 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 

ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

3216931 3217040 2 Lid gi|219846776|ref|NR_026368.1| Streptococcus 
in S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
tes; Lactobacillales; Streptococcaceae; Streptococcus. 

3245844 3245953 2 £11 gi| 219846757 |ref|NR_026349.1| Listeria grayi strain 
osomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
riaceae; Listeria. 

3388582 3388691 3 112 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

3542699 3542808 2 111 gi|219846548|ref|NR_026140.1| Bacillus clausii 
6S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 
lales; Bacillaceae; Bacillus. 

3582178 3582283 6 111 gi|219846521|ref|NR_026113.1| Clostridium 
p- thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 


a 
lostridium. 
3897197 3897306 2 111 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 


562080 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


3993970 3994079 2 111 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


cticum Bacteria; 


219846297 
ce 38963 
Tetrageno 


Firmicutes; 


Clostridia; Clostridiales; 


219846229 


ref|NR_025887.1| Tetragenococcus 

31 3897842 Tetragenococcus muriaticus 
coccus. 

ref|NR_025819.1| Geobacillus tepidamans 


3993148 3994594 Geobacillus tepidamans Bacteria; 


562080 Bacteria_1 
chungwhensis stra 
chungwhensis Bact 
562080 Bacteria_1 
strain G2 16S rib 
Bacil 
562080 Bacteria_1 


Firmicutes; 


osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 


6S 4209467 4209576 2 111 gi 


6S 4004450 4004559 2 111 gi|219846222 
in BH030062 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Bacillales; Bacillaceae; Ponti 
6S 4197491 4197600 2 111 gi| 219846077 


4196627 41980 


219846069 


ref|NR_025812.1 
4003594 400502 

bacillus. 

ref |NR_025667.1 

08 Anoxybacillus 


ref|NR_025659.1 


Pontibacillus 
0 Pontibacillus 


Anoxybacillus gonensis 
gonensis Bacteria; 


Lentibacillus 


salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

562080 Bacteria_16S 4242782 4242891 2 £11 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

562080 Bacteria_16S 59935 60041 3 109 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

562080 Bacteria_16S 454701 454809 2 110 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 


strain R 16086 16 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
562080 Bacteria_16S 
entanii strain LT 
Proteob 
562080 Bacteria_16S 


Bacteria; 
strain Uedal07 16 
Proteobacteria; 
Firmicutes; 


strain ATCC 43541 
Firmicutes; Clost 


562080 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


562080 Bacteria_16S 


strain 21F-2 16S 


G 
562080 Bacteria_16S 
strain VPI D 75 B 
Clost 
562080 Bacteria_16S 


S ribosomal RNA, 
lales; Macrococcus. 
529565 529673 3 111 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 

667602 667710 3 LD 


gi 


gi 


acteria; Alphaproteobacteria; 
771344 771452 3 111 
S ribosomal RNA, partial sequence 


gi 


828104 828212 3 111 
-30 16S ribosomal RNA, partial 
ridia; 


gi 
sequenc 
Clostridiales; Veillonellaceae; 
829680 829788 3 111 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
872111 872219 3 111 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1079835 1079943 3 111 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


562080 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


562080 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


562080 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


562080 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


562080 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


562080 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


562080 Bacteria_16S 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 

562080 Bacteria_16S 1353750 1353858 3 111 gi| 228720330 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteri 
Gluconacetobacter. 

562080 Bacteria_16S 1391351 1391459 2 110 gi| 228716336 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 13905 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularc 
562080 Bacteria_16S 1406365 1406473 3 111 gi| 219857143 


1093560 1093668 3 111 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095005 1095113 3 111 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1096445 1096553 3 111 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1228077 1228185 3 111 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1229613 1229721 3 111 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1259705 1259813 3 111 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1301785 1301893 3 111 gi 


gi 


H4560 16S ribosomal RNA, partial seque 
Rhodospi 


ammaproteobacteria; Pseudomonadales; P 


complete sequence 453819 45536 


cc 


nc 
ri 


e 


s 


s 


s 
ri 


Ac 


qu 
er 


ri 


1 
ia 


se 


se 


en 
oc 


265678699 

528726 53019 
Deinoco 
265678604 


265678532 
770475 77198 
seudomonad 
265678494 


265678493 


265678464 


265678323 
1079018 10804 


265678314 


265678313 


265678312 


219878281 
1227244 12287 


219878280 
1228770 12302 


219846811 


aceae; D 


e 66678 
llales; 


82720 
elenomon 


82878 
elenomon 


equence 
a; Rhodo 


etobacte 


ence 


ia; Rhod 


10942 
llales; 


sequence 
Rhodos 


, 


udomonad 


udomonad 


ce 12588 
cales; D 


219846639 
16S ribosomal RNA, partial sequence 1300923 13024 


ref|NR_029004.1 
einococcus. 

ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref|NR_028836.1 


aceae; Cellvibri 
ref |NR_028797.1 
9 828732 Seleno 
as. 
ref |NR_028796.1 
3 830273 Seleno 
as. 
ref |NR_028767.1 

871314 872760 
spirillales; Ace 
ref |NR_028625.1 
raceae; Acetobac 
ref |NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028614.1 

1095628 109707 
pirillales; Acet 
ref |NR_025420.1 
acea 
ref 


e; Cellvibri 
NR_025419.1 


aceae; Cellvibri 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 


6 Macrococcus hajekii Bacteria; 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Cellvibrio japonicus 


, 


3 Cellvibrio japonicus Bacteria; 


oO. 
Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Gluconacetobacter 
Gluconacetobacter 


tobacteraceae; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 

0 Acetobacter 
obacteraceae; 


v 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


O°. 

Deinococcus 

occus radiopugnans ATCC 
einococcus. 


ref|NR_026231. 


naerobacterales 


ref|NR_027591.1 

1352934 135441 
a; Rhodospirilla 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 


cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 
Gluconacetobacter 

8 Gluconacetobacter 
les; Acetobacteraceae; 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 


ref|NR_024771.1 
1405568 140698 


Acetobacter 
1 Acetobacter 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


562080 Bacteria_16S 1581927 1582035 3 111 gi|219878490|ref|NR_025629.1| Rhodovarius 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

562080 Bacteria_16S 1681027 1681135 3 111 gi|219878421|ref|NR_025560.1| Vulcanithermus 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 
562080 Bacteria_16S 1691693 1691801 3 111 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 

562080 Bacteria_16S 1749716 1749824 3 111 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

562080 Bacteria_16S 1751208 1751316 3 111 gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae 
strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

562080 Bacteria_16S 2172769 2172877 3 ae (a gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

562080 Bacteria_16S 2313966 2314074 2 110 gi|219857520|ref|NR_025108.1]| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

562080 Bacteria_16S 2339549 2339657 2 110 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
562080 Bacteria_16S 2356260 2356360 3 103 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

562080 Bacteria_16S 2509367 2509475 3 111 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

562080 Bacteria_16S 2709511 2709619 3 111 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

562080 Bacteria_16S 2761874 2761982 3 111 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

562080 Bacteria_16S 2810115 2810223 3 111 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

562080 Bacteria_16S 2825161 2825269 3 211 gi|219856907|ref|NR_024728.1| Asaia bogorensis 


strain 71 16S rib 


osomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


562080 Bacteria_16S 


strain IFO 13613 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


562080 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


562080 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


562080 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


562080 Bacteria_16S 


DSM 11303 16S rib 


Deinococcus-Thermus; 
562080 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


562080 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


2929340 2929448 2 110 gi 


2936858 2936966 3 111 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3003814 3003922 3 111 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3067435 3067543 2 110 gi 


lales; Bacillales Family XI. 
3118496 3118604 3 111 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3146944 3147052 3 111 gi 
osomal RNA, partial sequence 
Deinococci; Deinococcales; 
3166818 3166926 3 111 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3168335 3168443 3 111 gi 
n DSM 20539 16S ribosomal 
ria; Deinococcus-Thermus; 


Incertae 


Deinoco 


Deinococci; 


2824364 28257 


Ac 


lo 
eq 


a; 


ne 


ri 


Se 


en 


ri 


cc 


s 
De 


219856837 
16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


562080 Bacteria_16S 219856832 


219846921 
219846877 
16S ribosomal RNA, partial sequence 3066573 30679 
219846843 
219846824 
3146120 31475 


219846810 


etobacte 


cystacea 


uence 
Rhodosp 


e 30029 
llales; 


dis; Gem 


ce 31176 
llales; 


aceae; D 


equence 
inococca 


219846809 
RNA, partial sequence 
Deinococcales; 


raceae; Asaia. 
ref |NR_024656.1 
56 Terasakiella 
e; Terasakiella. 
ref|NR_024651.1 

2936039 293748 
irillales; Aceto 


ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026469.1 


ella. 
ref|NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref|NR_026416.1 


eino 
ref 


coccus. 
NR_026402.1 
165996 316746 
les; Deinococcac 


w 


74 Asaia bogorensis Bacteria; 


Terasakiella pusilla 


pusilla Bacteria; 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Gemella palaticanis 


v 


47 Gemella palaticanis Bacteria; 


Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Deinococcus murrayi 


v 


91 Deinococcus murrayi Bacteria; 


Deinococcus 
5 Deinococcus 
eae; Deinococcus. 


ref|NR_026401.1 
3167516 316898 
Deinococcac 


Deinococcus 
1 Deinococcus 
eae; Deinococcus. 


562080 Bacteria_16S 3169851 3169959 3 111 gi| 219846808 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequenc 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococ 
562080 Bacteria_16S 3171368 3171476 3 111 gi| 219846807 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; D 
562080 Bacteria_16S 3418708 3418816 3 111 gi| 219846632 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 
Gluconobacter. 

562080 Bacteria_16S 3445226 3445334 3 111 gi| 219846613 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 34443 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
562080 Bacteria_16S 3553470 3553578 3 111 gi|219846541 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospir 
Gluconacetobacter. 

562080 Bacteria_16S 3555001 3555109 3 111 gi| 219846540 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Gluconacetobacter. 

562080 Bacteria_16S 3570129 3570237 3 111 gi| 219846529 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Acetobacter subgen. Acetobacter. 

562080 Bacteria_16S 3574679 3574787 3 111 gi| 219846526 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
562080 Bacteria_16S 3942323 3942431 3 111 gi|219846264 
strain OP 16S ribosomal RNA, partial sequence 3941522 39429 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
562080 Bacteria_16S 3943784 3943892 3 111 gi| 219846263 
organovorum strain TFC 16S ribosomal RNA, partial sequence 39429 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
562080 Bacteria_16S 3945243 3945351 3 111 gi| 219846262 
strain PW2 16S ribosomal RNA, partial sequence 3944448 39458 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
562080 Bacteria_16S 3946704 3946812 3 111 gi|219846261 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 39473 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
562080 Bacteria_16S 3948169 3948277 3 111 gi| 219846260 
strain KLB 16S ribosomal RNA, partial sequence 3947368 39487 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
562080 Bacteria_16S 3949625 3949733 3 111 gi|219846259 
strain 101 16S ribosomal RNA, partial sequence 3948831 39502 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
562080 Bacteria_16S 4069413 40695211 109 gi| 219846173 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 40700 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; 
562080 Bacteria_16S 4070942 4071050 3 111 gi|219846172 
strain PV1 16S ribosomal RNA, partial sequence 4070099 40715 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonel 
562080 Bacteria_16S 4224738 4224846 2 110 gi|219846055 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

562080 Bacteria_16S 5392 5503 1 112 gi| 265679060 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
562080 Bacteria_16S 6854 6965 1 112 gi| 265679059 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
562080 Bacteria_16S 8311 8422 1 112 gi| 265679058 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
562080 Bacteria_16S 62952 63063 1 112 gi| 265679022 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
562080 Bacteria_16S 122239 122346 2 109 gi| 265678981 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 12137 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterale 
562080 Bacteria_16S 260942 261053 1 112 gi| 265678887 


strain 166 16S ri 


ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026399.1 


einococcus. 
ref|NR_026224.1 

3417892 341936 
rillales; Acetob 


ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026133.1 

3552654 355413 
illales; Acetob 


3569313 3 
Acetobacter 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025852.1 


raceae; Acidocel 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref|NR_025849.1 


race 
ref 


ae; Acidocel 
NR_025763.1 


icella. 
NR_025762.1 


Aqu 
ref 


la. 
ref|NR_025645.1 
4223876 422538 
ref|NR_029368.1 


tonella. 
NR_029367.1 


Bar 
ref 


tonella. 
NR_029366.1 


Bar 
ref 


tonella. 
NR_029330.1 


Bar 
ref 


hizobium/Agrobac 
ref |NR_029289.1 
3. 122854 Desulf 
s; Syntrophobact 


bosomal RNA, partial sequence 


Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Succiniclasticum 
iclasticum ruminis 
m. 

Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


’ 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
; Acidiphilium. 

Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Salinicoccus 
3 Salinicoccus 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 


ref |NR_029195.1 


Rhizobium hainanense 


260171 261540 Rhizobium hainanense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


562080 Bacteria_16S 


sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 
sulfurreducens Bacteria; 


Geobacter. 
562080 Bacteria_16S 
subsp. berkhoffii 
subsp. berkhoffii 
562080 Bacteria_16S 


marinus strain MH-110 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
562080 Bacteria_16S 


castelarensis strain BJ-608 16S ribosomal RNA, 
castelarensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 


Streptomycetaceae; 
562080 Bacteria_16S 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Pseudovibrio. 
562080 Bacteria_16S 
effusa strain AP1 
Bacteria; 
562080 Bacteria_16S 
hebeiensis strain 


280623 280730 2 
Proteobacteria; 


318562 318673 1 


341805 341912 3 


368470 368577 3 


371467 371578 1 


386768 386875 2 


403627 403734 3 


109 gi 


Deltaproteobacteria; 


112 gi 


strain 93-C01 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Alphaproteobacteria; 


110 gi 


110 gi 


partial 


112 gi 


109 gi 


03 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


110 gi 


YIM 001 16S ribosomal RNA, partial sequence 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
562080 Bacteria_16S 
strain B22P3 16S 


562080 Bacteria_16S 


cangkringensis strain D13P3 16S ribosomal RNA, 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
562080 Bacteria_16S 


melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomyces. 


Streptomycetaceae; 
562080 Bacteria_16S 
strain SCII24 16S 


562080 Bacteria_16S 


grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; 


562080 Bacteria_16S 
indolicum strain 
Bacteria; 
562080 Bacteria_16S 


strain 3-p 16S ribosomal RNA, partial sequence 


Streptomyces. 


599090 599197 3 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


600620 600727 3 


656943 657050 3 


678318 678429 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 


679763 679874 1 


685656 685763 2 


743356 743463 3 


110 gi 


Streptomycinea 
110 gi| 265678652 
partial sequence 


110 gi 


112 gi 


112 gi 


109 gi 


In04 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


110 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


562080 Bacteria_16S 


794386 794497 1 


112 gi 


strain CCBAU 7190B 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


562080 Bacteria_16S 


814434 814541 3 


110 gi 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; 
562080 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; 


825024 825135 1 


34635 16S ribosomal RNA, partial sequence 


562080 Bacteria_16S 


826526 826637 1 


34614 16S ribosomal RNA, partial sequence 


562080 Bacteria_16S 
strain AMX51 16S 


562080 Bacteria_16S 


strain Kl 16S ribosomal RNA, partial 
Deltaproteobacteria; 


Proteobacteria; 
562080 Bacteria_16S 


yuanmingense strain BO71 16S ribosomal RNA, partial sequence 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; 


Bradyrhizobium. 
562080 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 


843283 843394 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Rhizobia 
2 
sequence 
Desulfur 
870632 870743 1 


859960 860067 


876462 876569 3 


Thiotric 
112 gi 


824212 825662 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


112 gi 


825713 827158 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


112 gi| 265678484 
842468 84394 
les; Bradyrhizobiace 
109 gi| 265678472 
859076 86059 
omonadales; Geobacte 


112 gi 


110 gi 


Thiotrichales; 


598291 59976 


677507 67890 


Desulfobacterales; 


742578 74395 


265678873 
Des 


265678848 


265678830 
34093 
Pis 
265678809 
sequence 


265678807 


265678797 
38592 

s 

265678786 


Actinomyce 


265678653 


Actino: 


265678612 


265678597 


0 
265678596 


Rhizob 
265678592 
68477 


265678551 


Rhodospiri 
265678516 

79361 
R 
265678503 
e 81355 
hales; Pis 
265678496 


265678495 


265678465 


Rhizo 


e; Actinomycetales; 


NR_029153.1 
ce 317746 3 
Rhizobiales; 
ref |NR_029135.1 


tales; 


ref|NR_028958.1 
1 Streptomyces 
eC; 
ref |NR_028957.1 

599812 60129 
mycetales; 


ref |NR_028917.1 


tinomycetales; 


ref|NR_028855.1 
llaceae; 
ref|NR_028819.1 


ref|NR_028806.1 


ref |NR_028799.1 


ref |NR_028798.1 
eneae Bacteria; 


ref|NR_028787.1 
9 Bosea minatit 
ae; Bosea. 
ref|NR_028775.1 


raceae; 
ref |NR_028768.1 


bial 


265678461 


ref|NR_028764.1 


81221 
ulfuromonadales; 


19177 
Bartonellaceae; 


Streptomycetaceae; 


3 
Streptomycineae; 


sequence 656132 
Streptomycineae; 


vestrisii Bacteria; 


869838 871263 
es; Bradyrhizobiaceae; 


Geobacter 
Geobacter 
Geobacteraceae; 


Bartonella vinsonii 
Bartonella vinsonii 
Bartonella. 
Hydrogenovibrio 


6 342344 Hydrogenovibrio marinus 


cirickettsiaceae; Hydrogenovibrio. 
ref|NR_029114.1| Streptomyces 
367645 369119 Streptomyces 
Streptomycineae; 
ref|NR_029112.1| Pseudovibrio 
370665 372098 Pseudovibrio 
Rhodobacterales; Rhodobacteraceae; 
ref|NR_029102.1| Hydrocarboniphaga 
1 387397 Hydrocarboniphaga effusa 
inobacteraceae; Hydrocarboniphaga. 
ref|NR_029091.1| Streptomyces 
402781 404300 Streptomyces 


Streptomycineae; 


Streptomyces javensis 
javensis Bacteria; 
Streptomyces. 
Streptomyces 
Streptomyces 


Streptomyces 
657614 Streptomyces 


ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 
chrobactrum. 
ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028897.1| Desulfobacterium 


4 686292 Desulfobacterium indolicum 
Desulfobacteraceae; 


Desulfobacterium. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 
Rhodocista. 


Rhizobium loessense 


1 794989 Rhizobium loessense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 


Thioalkalimicrobium 


9 815058 Thioalkalimicrobium cyclicum 
cirickettsiaceae; 


Thioalkalimicrobium. 
Bosea vestrisii strain 
Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 
lanensis Bacteria; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 
Geobacter. 


Bradyrhizobium 
Bradyrhizobium 


Streptomyces 


875686 877087 Streptomyces scopiformis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


Streptomycineae; 


Streptomycetaceae; 


562080 Bacteria_16S 900880 900987 3 110 gi|265678444|ref|NR_028746.1| Thioalkalimicrobium 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
562080 Bacteria_16S 998152 998259 3 110 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
562080 Bacteria_16S 999664 999771 3 110 gi| 265678378 |ref|NR_028680.1| Thiomicrospira 
chilensis strain Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
562080 Bacteria_16S 1001184 1001291 3 110 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

562080 Bacteria_16S 1025438 1025549 1 112 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 1026037 Rhizobium yanglingense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
562080 Bacteria_16S 1029972 1030079 3 110 gi|265678358|ref|NR_028660.1| Thiomicrospira 
thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
562080 Bacteria_16S 1120739 1120846 2 109 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

562080 Bacteria_16S 1126758 1126865 2 109 gi|253680772|ref|NR_028020.1| Syntrophobacter 


wolinii strain DB 
Proteob 


Bacteria; 
Syntrophobacter. 
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fumaroxidans MPOB 
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562080 Bacteria_16S 
violaceolatus strain DSM 40438 16S ribosomal RNA, parti 
violaceolatus Bacteria; Actinobacteria; Actinobacterida 
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562080 Bacteria_16S 
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subsp. 
subsp. 
Streptomycetaceae 


562080 Bacteria_16S 
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219857134 
ete sequen 
ae; Actino 


v 


219878491 
sequence 
a; Rhizobi 
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NR_025251.1 
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Desulfonema 
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1307063 


Streptomyces 
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omycineae; 
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cineae; 
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Rhizobium huautlense 
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tomycineae; 
Sinorhizobium 

0 Sinorhizobium 

ae; 
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NR_025622.1 
159193 


Streptomyces rimosus 
9 1593434 Streptomyces 


rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
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Streptomycetaceae; Streptomyces. 


562080 Bacteria_16S 


chrestomyceticus 


1594310 1594417 3 110 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


rt 
id 
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ial sequ 
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ence 
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159348 
cetales; Str 


Streptomyces 
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eptomycineae; 


chrestomyceticus 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 1595857 1595964 3 110 gi 
sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 
562080 Bacteria_16S 1650490 1650601 1 gi| 219878442 
VKM B1479 16S ribosomal RNA, partial sequence 1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
562080 Bacteria_16S 1656635 1656746 1 112 gi| 219878437 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhiz 
562080 Bacteria_16S 1766413 1766520 2 109 gi| 219878360 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 17655 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
562080 Bacteria_16S 1772333 1772440 3 110 gi| 219878355 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
562080 Bacteria_16S 1773831 1773938 3 110 gi| 219878354 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequenc 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actino 
Streptomycetaceae; Streptomyces. 
562080 Bacteria_16S 1896025 1896132 2 109 gi| 219878267 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 18966 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 
562080 Bacteria_16S 1987067 1987174 2 109 gi| 219878204 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxoco 


19878481 
sequence 
Actinomy 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto 


2 Streptomyces 
1 9 Streptomyces 
: mycineae; 


112 ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 

ae; Labrys. 
ref|NR_025576.1 
1655822 165727 
obiales; Brucell 
ref|NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025494.1 
83 Streptomyces arenae Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025493.1| Streptomyces 

e 1773034 1774481 Streptomyces 
mycetales; Streptomycineae; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
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ref|NR_025406.1 
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’ 
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Streptomyces 


somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 2075555 2075666 1 112 gi| 219878139 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 20762 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
562080 Bacteria_16S 2084808 2084919 1 112 gi| 219878133 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 20854 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
562080 Bacteria_16S 2089359 2089466 2 109 gi| 219878130 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevsk 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 
562080 Bacteria_16S 2110662 2110769 3 110 gi| 219873436 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
562080 Bacteria_16S 2168128 2168235 3 110 gi| 219857623 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 21687 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
562080 Bacteria_16S 2245368 2245479 1 112 gi| 219857569 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 22445 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia Rhizo 
Rhizobium. 
562080 Bacteria_16S 2260780 2260887 3 110 gi 
thermospinosisporus strain AT10 16S ribosomal RNA, part 
thermospinosisporus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 
562080 Bacteria_16S 2295824 2295935 1 112 
strain 91-4 16S ribosomal RNA, partial sequence 


sequence 
Actinomyc 


2056438 2057920 Streptomyces 
etales; Streptomycineae; 


ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 

Bartonella. 
ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 

Bartonella. 
ref|NR_025269.1 
ia ramosa Bacter 


Nevskia ramosa strain 
ia; Proteobacteria; 
ref|NR_025250.1| Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025212.1| Streptomyces speibonae 
69 Streptomyces speibonae Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025157.1| Rhizobium indigoferae 
78 2245989 Rhizobium indigoferae 
biaceae; Rhizobium/Agrobacterium group; 


les; 


219857559 |ref|NR_025147.1 
ial sequence 2259931 226145 
teridae; Actinomycetales; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 
gi| 219857533 
2295034 22964 


ref|NR_025121.1| Bartonella bovis 
38 Bartonella bovis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

562080 Bacteria_16S 2297290 2297401 1 112 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

562080 Bacteria_16S 2300255 2300366 1 112 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

562080 Bacteria_16S 2395720 2395831 1 112 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

562080 Bacteria_16S 2468793 2468900 3 110 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 


aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


GGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGGCTTTTGCCCGCCCGAGGATGGGCCGGC 
GGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCC 
TACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGAAACCGCGACGGGGGGACCCCCAGTGCCGTGGCATCGCCACGGCTTTTCCGGAGTGTAAAAAGCTCC 
GGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTA 
AGTCCCTGGCGAAATCTCACGGCTCAACCGTGGGGCTTGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCC 
TATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGT 
CCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGCTTCGAGCTCGCCCGGTGCCGGAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCT 
GAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCC 
AGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCC 
CAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCC 
CGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCTCAGTTCGGATCGCGGGCTGCAACTCG 
CCCGCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTCCG 
GGTGAGGCCTGGTCTCCCTTCGGGGAGGCCGGGTCGAGCCTGGGCTCCGTGAGGGGGGAGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTTAGACTCGT 
AGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCGGACAACCTCGGGAAACTGAGGCTAATCCGGGATACGATTCCCACGCTGGAGTTGCGGGGA 
ATCCGAAACGTTACGGCGCCATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGAGCAAGAG 
CCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCGAGTGCGATAAGGGGACTCCAAGTGCGAGGG 
CATATCGTCCTCGCTTTTCGCGACCGTAAGGTGGTCGCAGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACAAGTGATGACCGC 
TATTATTGGGCCTAAAGCGTCCGTAGCTGGCCAGCCAAGTCCATCGGGAAATCCGCGTGCTTAACACGCGGGCGTCCGGTGGAAACTGGATGGCTTGGGACCGGA 
AGATCAAAAGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCTTTTGGAAGACGGATCCGACGGTGAGGGACGAA 
AGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGAAGCCG 
TGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCC 
GGACATCTCACCAGCATCGACAACGTGCCGTGAAGGTCAGTGTGATGAGCTTACTGGAGCCGTTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGC 
GTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGA 
AGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCAAGACAGTGGGATGCAACCCCGAAAGGGGGCGCTAATCTC 
CGAAACTTGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCC 
TTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCTGGCGCAAAGCCGTCGAATCTGGGTCCGCAAGGGTNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGCCGGAGGCCATTGCTATTGGGATCCGATTTAGCCATGCTAGTCGTACGAGTTCATACTCGTGGCGAAT 
AGCTCAGTAACACGTGGCCAAACTACCCTTCGGAGCTCCATACCCTCGGGAAACTGAGGCTAATAGAGCATACCACACCACCACTGGAATGAGTAGTGTGTCAAA 
CGCTCCGGCGCCGAAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTATGGGTCATGAGAGTGAGAACCCAGAGA 
CGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAGGGGGATCCCAAGTGCACAGGCATAGCGC 
CTGTGCTTTTCGGTACCCTAAGGCGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATGGCCGATCTTATTG 
GGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCCATCGGGAAATCCACCTGCTCAACAGGTGGGCGCCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGA 
CGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGAACGGATCCGACAGTGAGGGACGAAAGCTAGGG 
TCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACAATGTCTGCTAGGTGTGGCTCCCACTACGAGTGGGTGCTGTGCCGTAGGGAAGCCGCTAAGCA 
GACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATC 
TCACCAGCATCGACTGTAATAATGACGATCAGGTTGATGACCTTATCCGAGTTTCAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTT 
AAGTCAGGCAACGAGCGAGACCCGCATCCTTACTTGCCAGCAGTACCGCGAGGTAGCTGGGGACAGTAGGGAGACCGCCGTGGCTAACACGGAGGAAGGAACGGG 
CAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCAACACGCGGGCTACAATGGTCGAGACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCG 
ATCGTAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACA 
CCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCGCGTANNACGCTCGAATCTGGGTTCGCAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNTTTTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTTAGACTCGTAGCAGATAGCTCAGT 
AACACGTGGCCAAACTACCCTATAGATGGCGATAACCTCGGGAAACTGAGGCTAATAGCCAATACGGTTCAACGCCTGGAGTGGCGTGAACCGGAAACGTTCAGG 
CGCTATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCT 
GAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCGAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTT 
TTTGCGACCGTAAGGTGGTCGCAGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCTAAA 
GCGTCCGTAGCTGGCCACGCAAGTTCGTCGGGAAATCTGCGCGCTTAACGCGCAGGCGTCCGGTGAAAACTGTGTGGCTTGGGACCGGAAGATCCAGAGGGTACG 
TCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACC 
GGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCCCCTG 
GGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCA 
TCGACAATGTGCAGTGAAGGTCAGATTGATGATCTTACTGGAGCCATTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGG 
CAACGAGCGAGACCCACGTCCCTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGGAGACTGCCAGTGCCAAACTGGAGGAAGGAATGGGCAACGGT 
AGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCAAGACAGTGGGATGCAACCCCGAAAGGGGACGCTAATCTCCGAAACTTGGTCGTAG 
TTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCG 
TCAAAGCACCCGAGTGGGGTCCGGTTGAGGCCGAGGGAACGTCGGTCGAATCTGGCTCCGCAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTTGTGCGGGTTTAGACCCGCAGCGGAAAGCTCAGTAACACGTGGCCAAACTACCCTGTG 
GATGGGAACAATCTCGGGAAACTGAGGCTAATTCCCAATAACGCTCCACCCCTGGAACGGGCGGAGCTGGAAACGCTACGGCGCCACAGGATGTGGCTGCGGTCG 
ATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGG 
GGCGCAGCAGGCGCGAAACCTTTACACTGTACGCAAGTGCGATAAGGGGACTCCGAGTGTGAAGGCATAGAGCCTTCACTTTTGTACACCGTAAGGTGGTGTACG 
AATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGATGGCCGATATTATTGGGCCTAAAGCGTCCGTAGCTGGCCGGACAAGT 
CCGTTGGGAAATCTGTTCGCTTAACGAGCAGGCGTCCAGCGGAAACTGTTCGGCTTGGGACCGGAAGACCTGAGGGGTACGTCCGGGGTAGGAGTGAAATCCTGT 
AATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCAGGAGAACGGATCCGACAGTGAGGGACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCT 
AGCTGTAAACGATGCCCGCTAGGTGTGGCGCAGGCTACGAGCCTGCGCTGTGCCGTAGGGAAGCCGAGAAGCGGGCCGCCTGGGAAGTACGTCTGCAAGGATGAA 
ACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCTCCGACAGTAGTAATGACGGTCAG 
GTTGATGACCTTACCCGATGCTACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCT 
AATTGCCAGCAGTACCCTTTGGGTAGCTGGGTACATTAGGTGGACTGCCGCTGCTAAAGCGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGC 
TGGGCAACACGCGGGCTACAATGGTCGAGACAATGGGATGCAACTCCGAGAGGAGGCGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCG 
CCCTCATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTTCG 
GATGAGGCCGGCATGCGCCGGTCGAATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNTTCCGGTTGATCCTGCCGGAGGCTATTGCTATCGGGGTCCGATTCAGCCATGCTAGTTGTACGGGTTTAGACCCGTAGCAA 
ATAGCTCCGTAACACGTGGTCAAACTACCCTCTGGACCGGGATACCCTCGGGAAACTGAGGTCAATCCCAGATACTGCTTTCATGTTGGAATACAGAAAGTCGGA 
AACGGTCCGCCGCCGGAGGACGTGACTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAACCCGGA 
GACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGTGCGATAAGGGGACCCCGAGTGCGAGGGCATACA 


562080 Bacteria_ 


versutus strain 
Bacteria; Proteo 


562080 Bacteria_ 


strain DSM 12769 
Proteobacteria; 


562080 Bacteria_ 


yeochonensis str 
yeochonensis Bac 
Streptomycetacea 


562080 Bacteria_ 


strain C-29 16S 
Proteobacteria; 


562080 Bacteria_ 


thyasirae strain 
thyasirae Bacter 
Thiomicrospira. 


562080 Bacteria_ 


strain SHK-1 16S 
Proteobacteria; 


562080 Bacteria_ 


albofaciens stra 
albofaciens Bact 
Streptomycetacea 


562080 Bacteria_ 


strain IFO 12702 
Actinobacteria; 


562080 Bacteria_ 


carboxydohydroge 
carboxydohydroge 


562080 Bacteria_ 


strain DSM 3050 
Proteobacteria; 


562080 Bacteria_ 


brevicatena stra 
brevicatena Bact 
Sporichthya. 


562080 Bacteria_ 


macrosporus stra 
macrosporus Bact 
Streptomycetacea 


562080 Bacteria_ 


thermovulgaris s 
thermovulgaris B 
Streptomycetacea 


562080 Bacteria_ 


larrymoorei stra 
larrymoorei Bact 


Rhizobium/Agrobac 
562080 Bacteria_ 


strain ORS 992 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
562080 Bacteria_ 


pfennigii strain 
pfennigii Bacter 
Syntrophobacter. 


562080 Bacteria_ 


strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 


562080 Bacteria_ 


strain LMG 7837 


Sinorhizobium. 


562080 Bacteria_ 
strain Dfrl 16S r 
D 
562080 Bacteria_ 


Proteobacteria; 


thermocarboxydus 
thermocarboxydus 


Streptomycetaceae 
562080 Bacteria_ 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 


16S 2471778 2471885 2 109 gi 
AL2 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Chromati 
16S 2506336 2506443 2 109 gi 


Gammaproteobacteria; Chromatiales; Ecto 
16S 2518430 2518537 3 110 gi 
ain CN 732 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae 
e; Streptomyces. 

16S 2549727 2549838 1 112 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Barto 
16S 2648091 2648198 3 110 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


gi 


i 


16S 2713893 2714000 2 109 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhy 
16S 2777043 2777150 3 110 gi 
in JCM 4342 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Streptomyces. 

16S 2826652 2826759 3 110 gi 
16S ribosomal RNA, partial sequence 282 
Actinobacteridae; Actinomycetales; Fran 
16S 2860461 2860572 1 112 gi 
na strain DSM 1083 16S ribosomal RNA, p 
na Bacteria; Proteobacteria; Alphaprote 
16S 2863566 2863673 2 109 gi 
16S ribosomal RNA, partial sequence 286 
Gammaproteobacteria; Pseudomonadales; P 
16S 2944435 2944542 3 110 gi 
in YU 720-21 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


gi 


D 


16S 2977804 2977911 3 110 gi 
in A1201 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 
e; Streptomyces. 
16S 2980871 2980978 3 110 gi 
train R10 16S ribosomal RNA, partial se 
acteria; Actinobacteria; Actinobacterid 
e; Streptomyces. 
16S 2994522 2994633 1 112 gi 
in AF3.10 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 
16S 3076282 3076393 1 112 

6S ribosomal RNA, partial sequence 


gi 
307 


16S 3408264 3408371 2 109 gi 
DSM 10092 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteria 


, 


16S 3449850 3449957 3 110 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


16S 
At 


3603786 3603897 1 112 


gi 


16S 3632357 3632464 2 109 gi 
ibosomal RNA, partial sequence 363 
eltaproteobacteria; Desulfuromonadales 
16S 3638381 3638488 3 110 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
; Streptomyces. 


16S 3639933 3640040 3 


, 


110 


gi 


al 


th 


eq 


, 


qu 


v 


se 
Actinomyc 


ki 
ar 


ob 


se 


ue 


qu 
ae 


qu 
ia 
219846871 
bi 
219846640 
eq 
219846610 
al 
219846504 


6S ribosomal RNA, partial sequence 3602996 36044 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


219846484 


219846480 


id 


219846479 


219857402 


es; 
219857373 


16S ribosomal RNA, partial sequence 2505486 25069 
iorhodos 


219857365 
uence 


219857344 


2548929 25503 
ne 


llaceae; 
219857226 
ence 


219857179 


2713036 27145 
gr 


omyxa. 
219857132 
quence 


219856906 
5825 28272 
neae; 
219856884 


acteria; 
219856882 
2729 28642 


219856827 
sequence 
Actinomyc 


219846938 
nce 
Actinomyc 


219846936 
ence 
Actino: 


’ 


219846927 
ence 
Rhizob 


, 


5492 30769 
aceae; R 


uence 
Syntroph 


34490 


es; Stre 


aceae; S 


1486 36329 
Geobacte 


sequence 


ae; Acti 


24709 
Ecto 


Actinomy 


Thiotric 


Sp 


tial seq 


udomonad 


ref|NR_024990.1 
21 2472353 Thioal 


Thioalkalivibrio 
kalivibrio versutus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024953.1| Streptomyces 

2517611 2519099 Streptomyces 
cetales; Streptomycineae; 


ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref|NR_024854.1 
2647248 264867 
hales; Piscirick 


Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


ref|NR_024807.1| Enhygromyxa salina 
15 Enhygromyxa salina Bacteria; 


ref|NR_024760.1 
2776208 277769 
etales; 


Streptomyces 
6 Streptomyces 
Streptomycineae; 


ref |NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
orichthyaceae; Sporichthya. 
ref|NR_024703.1] Pseudomonas 
uence 2859671 2861120 Pseudomonas 
Rhizobiales; Bradyrhizobiaceae. 
ref|NR_024701.1| Pseudomonas halophila 
25 Pseudomonas halophila Bacteria; 
aceae; Pseudomonas. 
ref|NR_024646.1| Sporichthya 

2943614 2945079 Sporichthya 
etales; Frankineae; Sporichthyaceae; 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
etales; Streptomycineae; 


ref|NR_026528.1 
2980041 298152 
mycetales; Strep 


Streptomyces 
6 Streptomyces 
tomycineae; 


ref|NR_026519.1 
2993732 299516 
iales; Rhizobiac 


Agrobacterium 
8 Agrobacterium 
eae; 


ref|NR_026463.1| Rhizobium undicola 

24 Rhizobium undicola Bacteria; 

hizobium/Agrobacterium group; Rhizobium. 

ref|NR_026232.1] Syntrophobacter 
3407396 3408881 Syntrophobacter 

obacterales; Syntrophobacteraceae; 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026076.1| Geobacter bremensis 

60 Geobacter bremensis Bacteria; 

raceae; Geobacter. 

ref|NR_026072.1| Streptomyces 
3637554 3639053 Streptomyces 

nomycetales; Streptomycineae; 


ref 


NR_026071.1| Streptomyces 
3639104 3640605 Streptomyces 


thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
562080 Bacteria_1 
strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 36466 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
562080 Bacteria_16S 3656687 3656798 1 112 gi| 219846467 |ref|NR_026059.1 
strain H152 16S ribosomal RNA, partial sequence 3655877 36573 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
562080 Bacteria_16S 3684111 3684222 1 112 gi| 219846448 |ref|NR_026039.1 


strain CNS 2-75 1 


Bacteria; 


Proteobacteria; 


pelophila strain 
Bacteria; 


metallireducens s 


metallireducens B 


Geobacter. 


562080 Bacteria_16S 


strain F9251 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
562080 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
562080 Bacteria_16S 


strain ATCC 25495 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomyces. 

562080 Bacteria_16S 3922805 3922912 3 110 gi| 219846279 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequenc 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 3980551 3980662 1 112 gi| 219846238 


strain gal 1261 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
562080 Bacteria_16S 4108646 4108757 1 112 gi| 219846146 
strain A828 16S ribosomal RNA, partial sequence 4107869 41092 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
562080 Bacteria_16S 4126910 4127017 3 110 gi| 219846132 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 41275 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
562080 Bacteria_16S 4204924 4205031 3 110 gi| 219846072 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 3928 4034 3 109 gi| 265679061 


strain SE-32A-C8 
Proteobacteria; 


562080 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; 


alaskensis strain 
Bacteria; Proteob 


562080 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 


Thermodesulfobacterium. 
562080 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; 


strain DM-2 16S r 
Proteobacteria; D 


562080 Bacteria_16S 


Deltaproteobacteria; Desulfuromonadales; 
562080 Bacteria_16S 


Proteob 
562080 Bacteria_16S 


Deltaproteobacteria; 
562080 Bacteria_16S 


Streptomyces. 


6S 3646036 3646147 1 112 


gi 


6S 3699236 3699342 3 109 gi 


6S 3761935 3762042 2 109 gi 


3838971 3839078 3 110 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3886309 3886416 2 109 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; 


3894021 3894132 1 112 
ribosomal RNA, partial sequence 


gi 


3919643 3919750 3 
16S ribosomal RNA, 


110 gi 
complete sequence 


3921224 3921331 3 
16S ribosomal RNA, 


110 gi 
complete sequence 


16S ribosomal RNA, partial sequence 3080 


Gammaproteobacteria; Legionellales; Legionellacea 
265679034 
43805 
Gammaproteobacteria; Oceanospirillales; 
562080 Bacteria_16S 


44661 44767 
ribosomal RNA, 


3 109 
complete sequence 


gi 


50763 50869 3 
All 16S ribosomal RNA, 


109 gi 


89881 89987 3 109 gi 


teria; Thermodesulfobacteria; Thermode 
112917 113023 3 109 


ribosomal RNA, partial sequence 


gi 


Syntrophobacterale 
114516 114622 3 109 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
192226 192332 3 109 gi 


Ss; 


S; 


219846474 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
562080 Bacteria_1 
apsheronum strain 
Proteob 
562080 Bacteria_1 
strain 172 16S ribosomal RNA, partial sequence 


llaceae; 
219846437 
e 
rionales 
219846391 
3761076 37625 
Geobacte 
219846336 


1105 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfovib 


hales; 
219846305 
equence 


eria; 


s 
Deltaproteobact 


219846299 
3893217 38946 
llaceae; 
219846281 


ne 


Streptomycinea 


219846280 


6S ribosomal RNA, partial sequence 3979744 39812 


Halomonad 
265679030 
complete sequence 
acteria; Deltaproteobacteria; Desulfovibrionales 
265679003 
ain JSP 16S ribosomal RNA, partial sequence 

sulfobacte 


265678987 
112043 11359 


265678986 
113641 11518 


265678935 


36983 


38381 
Pis 


De 


39187 


39203 


4533 


45323 


49907 


Syntrop 


Syntrop 


Ochrobactrum. 


ref|NR_026066.1 


56 Ochrobactrum 


ref |NR_026028.1 
59 3699831 Desul 
; Desulfomicrob 
ref |NR_025982.1 


raceae; 
ref |NR_025926.1 
14 3839581 Thiomi 


ref|NR_025895.1 

3885428 388697 
sulf 
ref|NR_025889.1 


Bartonella. 
ref|NR_025871.1 


e; S 
ref 


treptomycet 
NR_025870.1 
ptomycineae; St 
ref|NR_025869.1 
e 3921948 392347 
etales; 
ref |NR_025828.1 


hizobium/Agrobac 
ref|NR_025736.1 


Bartonella. 
ref|NR_025722.1 
64 Streptomyces 
e; Streptomycet 
ref|NR_025662.1 

4204078 420556 
etales; 


ref |NR_029369.1 


Legionella. 
NR_029342.1 


e; 
ref 


aceae; Carnimona 
ref |NR_029338.1 

51436 Desulf 
; Desulfovibrion 
ref |NR_029311.1 

89036 90489 
riales; Thermode 
ref |NR_029295.1 
hace 
ref 


ae; Syntroph 
NR_029294.1 


haceae; Syntroph 


ref|NR_029243.1 


£ 
i 


cirickettsiaceae; 


uromonadales; 


Streptomycineae; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 

Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
Geobacte 


re. 
Thiomicrospira 

crospira pelophila 
Thiomicrospira. 

Geobacter 

3 Geobacter 

Geobacteraceae; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Streptomyces tendae 


87 3920316 Streptomyces tendae Bacteria; 
aceae; 


Streptomyces. 
Streptomyces sampsonii 


67 3921897 Streptomyces sampsonii 
E 


eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Streptomyces africanus 


africanus Bacteria; 
aceae; 


Streptomyces. 
Streptomyces 
5 Streptomyces 


Streptomycineae; 


Legionella erythra 


Legionella erythra Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


s. 
Desulfovibrio 

ovibrio alaskensis 
aceae; Desulfovibrio. 
Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Methylomonas 


aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 


562080 Bacteria_16S 


strain MCRL 0044 


562080 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


562080 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


562080 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


562080 Bacteria_16S 


strain ID131577 1 


Actinobacteria; R 


562080 Bacteria_16S 


strain CE2105 16S 


562080 Bacteria_16S 


rhizophila strain 


Bacteria; Proteob 


562080 Bacteria_16S 


strain TH-3 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
411408 411518 1 111 gi| 265678780 
GDA154 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Lactobacillales; Lactobacillacea 
433077 433187 1 111 gi| 265678766 
GMP01 16S ribosomal RNA, partial sequence 43219 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
492881 492987 3 109 gi| 265678723 
bosomal RNA, partial sequence 492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 
567731 567837 3 109 gi| 265678674 
6S ribosomal RNA, partial sequence 566874 56834 
ubrobacteridae; Solirubrobacterales; Conexibacte 
629689 629799 2 112 gi| 265678631 
ribosomal RNA, partial sequence 628893 63029 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
638828 638933 3 109 gi| 265678625 
e-pl0 16S ribosomal RNA, partial sequence 63798 
acteria; Gammaproteobacteria; Xanthomonadales; X 
715728 715838 2 112 gi| 265678571 
ibosomal RNA, partial sequence 714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
763689 763795 3 109 gi| 265678537 


562080 Bacteria_16S 


strain SW-45 16S 


suicloacalis stra 
suicloacalis Bact 


562080 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


562080 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


562080 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


562080 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


562080 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


562080 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


562080 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


562080 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


562080 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


562080 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


562080 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


562080 Bacteria_16S 


265521 265627 3 109 gi 


ribosomal RNA, partial sequence 


772914 773024 2 112 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
788311 788417 3 109 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
806692 806798 3 109 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

853714 853816 7 109 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


856841 856951 1 111 gi 
ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; Lactobaci 
884044 884150 3 109 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


924138 924244 3 109 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
995022 995132 1 111 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 


1071013 1071123 2 112 


gi 
lphaproteobacteria; Rhodospirillales; 

1238736 1238846 2 112 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1240252 1240362 2 112 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1292761 1292867 3 109 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


1339974 1340084 2 112 


gi 


16S ribosomal RNA, partial sequence 264725 26613 


762839 76433 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
562080 Bacteria_16S 


787469 78896 


16S ribosomal RNA, partial sequence 1070184 10716 


265678883 


265678531 
quence 
nobacteria 
265678520 


ciricketts 
265678508 
ce 80584 
ulfobacter 


265678477 
quence 
ria; Desul 


265678474 
sequence 
llales; Le 
265678455 
equence 
eria; Synt 


265678429 
nce 92324 
acterales; 
265678381 
al sequenc 
tridiales; 


265678330 


Rhodospiri 
219878163 
sequence 

ria; Rhizo 
219878162 
equence 

ia; Rhizob 
228716433 
tial seque 
oteobacter 


228721340 


bial 


nce 


ref|NR_029189.1| Kutzneria viridogrisea 
4 Kutzneria viridogrisea Bacteria; 
eae; Pseudonocardiaceae; Kutzneria. 
ref|NR_029085.1| Lactobacillus 

410506 412073 Lactobacillus 
e; Lactobacillus. 
ref|NR_029071.1 
6 433742 Paenib 


Paenibacillus 
acillus favisporus 


Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
aceae; Marinobacter. 

ref|NR_028979.1| Conexibacter woesei 

3 Conexibacter woesei Bacteria; 

raceae; Conexibacter. 

ref|NR_028936.1| Roseospira marina 

8 Roseospira marina Bacteria; 

llaceae; Roseospira. 

ref |NR_028930.1| Stenotrophomonas 

2 639478 Stenotrophomonas rhizophila 
anthomonadaceae; Stenotrophomonas. 
ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 

eae; Aminobacter 
ref|NR_028841.1 
4 Marinobacter 


ref|NR_029028.1 


Marinobacter litoralis 
litoralis Bacteria; 


aceae; Marinobacter. 
ref|NR_028835.1| Atopostipes 

772034 773579 Atopostipes 
ceae; Atopostipes. 
ref|NR_028824.1| Methylophaga alcalica 
2 Methylophaga alcalica Bacteria; 
iaceae; Methylophaga. 
ref|NR_028811.1| Thermodesulfobacterium 
2 807361 Thermodesulfobacterium 
iales; Thermodesulfobacteriaceae; 
ref|NR_028780.1] Desulforegula 

852834 854357 Desulforegula 
fobacterales; Desulfobacteraceae; 
ref|NR_028777.1] Leuconostoc 

855982 857475 Leuconostoc 
uconostoc. 
ref|NR_028757.1| Desulfacinum 

883190 884650 Desulfacinum 
rophobacterales; Syntrophobacteraceae; 
ref|NR_028731.1| Desulfofrigus 
9 924771 Desulfofrigus oceanense 
Desulfobacteraceae; Desulfofrigus. 
ref |NR_028683.1| Acidaminobacter 
e 994185 995652 Acidaminobacter 


Clostridiales Family XII. Incertae 
ref|NR_028632.1| Tistrella mobilis 
36 Tistrella mobilis Bacteria; 
llaceae; Tistrella. 
ref |NR_025302.1| Aminobacter 
1237929 1239394 Aminobacter 
es; Phyllobacteriaceae; Aminobacter. 
ref|NR_025301.1| Aminobacter 
1239445 1240914 Aminobacter 
iales; Phyllobacteriaceae; Aminobacter. 
ref|NR_027551.1| Marinobacter 
1291904 1293412 Marinobacter 


ia; Alteromonadales; Alteromonadaceae; 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 


ref|NR_027605.1| Magnetospirillum 
1339181 1340623 Magnetospirillum 


562080 Bacteria_ 
antibioticus strain USAM 3C 16S ribosomal RNA, partial 
antibioticus Bacteria; 


Lysobacter. 


562080 Bacteria_ 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 14315 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 
562080 Bacteria_ 


16S 1429293 1429399 3 109 gi 


Proteobacteria; 


16S 1432379 1432485 3 109 gi 


16S 1462722 1462828 3 109 gi 


224581439 
sequence 
Gammaproteobacteria; 


224581434 


224581411 


Xanthomonadales; 


ref|NR_027221.1 
1428427 142992 
Xant 


ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_027192.1 


Lysobacter 
1 Lysobacter 


homonadaceae; 


Leptospirillum 


pirillum ferrooxidans 


Marinobacter 


bryozoorum strain 
Bacteria; 


562080 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; 


562080 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; 


50-11 16S ribosomal RNA, partial sequence 14618 


62 1463368 Marinobacter bryozoorum 
7 


562080 Bacteria_ 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
1484009 1484115 3 109 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
ibosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 
1708638 1708744 3 109 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
16S 1778415 1778525 1 111 gi|219878351|ref|NR_025490.1| Paenibacillus 


agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

562080 Bacteria_16S 1779964 1780074 1 111 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

562080 Bacteria_16S 1850152 1850258 3 109 gi|219878302|ref|NR_025441.1| Thermomonas 


haemolytica strain A50-7-3 16S ribosomal RNA, partial s 
haemolytica Bacteria; 


Thermomonas. 


562080 Bacteria_ 
strain SE3104 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
562080 Bacteria_ 
strain LUH4616 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
562080 Bacteria_ 
schindleri strain 


Proteobacteria; 


16S 1851637 1851747 2 112 gi 


16S 1872863 1872969 3 109 gi 


16S 1888309 1888415 3 109 gi 


schindleri Bacteria; Proteobacteria; Gammaproteobacteria; 


562080 Bacteria_ 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 


Bacteria; 


Bacteria; 


562080 Bacteria_ 


strain LMG 18419 
Firmicutes; 


562080 Bacteria_ 
strain BM5 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Bacil 


16S 1913683 1913789 3 109 gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
562080 Bacteria_ 
azoreducens strain CMl 16S ribosomal RNA, partial sequenc 
Firmicutes; 


16S 1915228 1915338 1 111 


gi 
Bacillales; Paenibacillaceae; 


16S 1942702 1942812 1 111 


gi 


Paenibacillus. 
412 gi 


lales; 
16S 


Paenibacillaceae; 
1967101 1967210 3 


16S 2040226 2040336 2 112 gi 


equence 
Gammaproteobacteria; 


219878301 
1850849 18521 
Rhodospiri 
219878286 
1872026 18734 
or 
219878273 
LUH5832 16S ribosomal RNA, partial sequ 


Paeni 


219878217 
1966261 19677 
Gammaproteobacteria; Chromatiales; Chroma 
562080 Bacteria_ 
paucivorans strain 2992-95 16S ribosomal RNA, partial s 


219878168 
eq 


axellace 


ence 


19128 


e 19143 


tiaceae; 


uence 


Xanthomonadales; 


Pseudomonadales; 
219878253 


bacillus. 
219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


paucivorans Bacteria; 
562080 Bacteria_16S 


Firmicutes; 
2093912 2094018 3 


Lactobacillales; 


109 


Aerococcaceae; 


gi 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial 


hydrothermalis Bacteria; 


Proteobacteria; 


Gammaproteobacteria; 


219878126 
sequence 
Xan 


1849299 185079 
Xanth 
ref|NR_025440.1 
llaceae; Roseosp 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 

1887472 188893 
Moraxe 
ref |NR_025392.1 
Ac 
ref|NR_025391.1 
61 1915860 Paenib 


ref|NR_025372.1 
47 Paenibacillus 


ref|NR_025356.1 
Thiocapsa. 
ref|NR_025307.1 

2039358 204086 
Dolosicoccus. 


8 Thermomonas 
omonadaceae; 


Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
ira. 

Acinetobacter parvus 


parvus Bacteria; 


r. 


Acinetobacter 


7 Acinetobacter 
llaceae; 


inetobacter. 


Paenibacillus 


acillus azoreducens 


Paenibacillus cookii 


cookii Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Dolosicoccus 


7 Dolosicoccus 


Acinetobacter. 
Acinetobacter ursingii 
72 1914310 Acinetobacter ursingii 
Moraxellaceae; 
219878252 


ref|NR_025265.1] Thermomonas 
2093069 2094546 Thermomonas 
thomonadales; Xanthomonadaceae; 


Thermomonas. 


562080 Bacteria_16S 


strain K9951 16S 
Proteobacteria; 


562080 Bacteria_16S 
indicus strain CI 
Thermodesulfobacteria; 
Thermodesulfatator. 
562080 Bacteria_16S 
daejeonensis strain AM141 16S ribosomal RNA, partial sequ 
daejeonensis Bacteria; 
562080 Bacteria_16S 

kribbensis strain 


15286 Bacteria; 


Bacteria; 


ficulneus strain 
Bacteria; 


562080 Bacteria_16S 


Firmicutes; 
562080 Bacteria_16S 


2187884 2187990 3 109 
ribosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Legionellales; Legionellacea 
2224087 2224193 3 109 gi| 219857583 
R29812 16S ribosomal RNA, partial sequence 22232 


2225628 2225738 1 111 


gi 
Firmicutes; Bacillales; Paenibac 
2227189 2227299 1 111 gi 
AM49 16S ribosomal RNA, partial sequenc 
Bacillales; Paenibacillaceae; Paeni 
2251566 2251676 1 111 gi 


Fructobacillus. 
109 gi 


Lactobacillales; 
2262365 2262471 3 


219857607 
2187032 21885 


Thermodesulfobacte 
219857582 
il 
219857581 


219857565 
FS-1 16S ribosomal RNA, partial sequence 
Firmicutes; 


riales; 
ence 
laceae; 


e 22263 
bacillus 


22507 


ref|NR_025196.1 


Legionella. 
NR_025171.1 


e; 
ref 


Thermodesul 


7 
Paenibacillus. 
ref|NR_025169.1 


ref|NR_025153.1 


219857558 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 


ref|NR_025146.1 


Legionella busanensis 
07 Legionella busanensis Bacteria; 


Thermodesulfatator 


20 2224715 Thermodesulfatator indicus DSM 
fobacteriaceae; 


Paenibacillus 


8 Paenibacillus 


Paenibacillus 


29 2227839 Paenibacillus kribbensis 


Fructobacillus 


18 2252192 Fructobacillus ficulneus 


Thermodesulfobacterium 
2261503 2262999 Thermodesulfobacterium 


hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 


562080 Bacteria_16S 
lutaoensis strain 
Proteob 
562080 Bacteria_16S 
brasilensis strai 
brasilensis Bacte 
562080 Bacteria_16S 
granivorans strai 
Firmicu 
562080 Bacteria_16S 


Bacteria; 


Bacteria; 
strain DSM5578 16 
Firmicutes; 
Firmicutes; 


kellyi strain BII 
Bacteria; 


strain CCUG 30811 
Bacteria; 
Proteobacteria; 


strain 2074-AUS-E 
Proteobacteria; 


beliardensis stra 
beliardensis Bact 


562080 Bacteria_16S 


campinasensis str 
campinasensis Bac 


562080 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


562080 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


562080 Bacteria_16S 


strain LS-13 16S 
Proteobacteria; 


strain 441-1 16S 
Proteobacteria; 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


562080 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


562080 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


562080 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; G 


562080 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


562080 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


562080 Bacteria_16S 


Lacto 
562080 Bacteria_16S 
strain IH25 16S r 
Lacto 
562080 Bacteria_16S 


Proteob 
562080 Bacteria_16S 


Proteob 
562080 Bacteria_16S 
strain LYP 16S ri 
D 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


2303276 2303382 3 109 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2317008 2317118 1 111 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
2345658 2345768 1 111 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; 
2418774 2418884 1 111 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2420329 2420439 1 111 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2424912 2425018 3 109 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2445995 2446101 3 109 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2473283 2473389 3 109 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2501773 2501879 3 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2503279 2503385 3 109 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2643484 2643594 1 111 gi 
ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 
2778598 2778708 1 111 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2933870 2933976 3 109 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


Pae 
gi 


gi 


2991574 2991680 3 109 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
2993063 2993169 3 109 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3056903 3057009 3 109 gi 
train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


gi 


Leg 
gi 


3198914 3199024 2 112 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


3266783 3266889 3 109 

ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3268201 3268307 3 109 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3300239 3300345 3 109 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


gi 


3437646 3437752 3 109 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


ct 


ct 


qu 
er 


en 


2419471 24209 


219857442 
24240 
ales; 

219857422 
24451 
nadales; 
219857401 


2472404 24737 
Syntrop 


S; 
219857381 
25009 
io 
219857380 
ar 
ria; Legio 
219857229 
uence 
cillaceae; 
219857131 
equence 

ac 
219856834 
sequence 
a; 


219846929 


2990709 29921 


ionellacea 
219846928 


2992209 29936 


ionellacea 
219846884 
sequence 

eria; Ae 


219846789 
ial sequen 


eria; Rh 


219846743 


3265947 32672 


lales; Leg 
219846742 


3267345 32688 


ionellacea 
219846721 
ence 
ia; Thio 
219846618 
ce 34368 
nadales; 


3439155 3439261 3 109 gi 


219846617 


Halo 


Alter 


nellacea 


tial seq 


illaceae; 


Alteromonad 


Morax 


219857528|ref|NR_025116.1| Marinobacter 

ence 2302404 2303932 Marinobacter lutaoensis 

nadales; Alteromonadaceae; Marinobacter. 

219857518|ref|NR_025106.1| Paenibacillus 

quence 2316148 2317531 Paenibacillus 

llaceae; Paenibacillus. 

219857497|ref|NR_025085.1| Paenibacillus 

nce 2344786 2346268 Paenibacillus granivorans 

nibacillus. 

219857447|ref|NR_025035.1| Leuconostoc gelidum 
2417916 2419420 Leuconostoc gelidum Bacteria; 

219857446 |ref|NR_025034.1| Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


ref |NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_025010.1 
48 2446624 Alishe 

ps 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Alishewanella fetalis 
wanella fetalis 
omonadaceae; Alishewanella. 
ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 
haceae; Smithella. 
ref|NR_024969.1| Legionella waltersii 
08 2502354 Legionella waltersii Bacteria; 
e; Legionella. 
ref |NR_024968.1 
uence 250240 
nellales; Legion 
ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref|NR_024759.1 
2777747 277920 
; Paenibacillus. 
ref|NR_024653.1 
2933018 293448 
ales; Altero 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Paenibacillus 
1 Paenibacillus 


Paenibacillus 
8 Paenibacillus 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


ref|NR_026521.1 
58 Fluoribacter 
e; Fluoribacter 
ref|NR_026520.1| Legionella brunensis 
81 Legionella brunensis Bacteria; 
e; Legionella. 
ref |NR_026476.1 
3056079 305754 
romonadales; Suc 


Fluoribacter gormanii 
gormanii Bacteria; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


ref |NR_026335.1| Legionella drancourtii 

94 Legionella drancourtii LLAP12 

ionellaceae; Legionella. 

ref|NR_026334.1| Legionella lytica 

25 Legionella lytica Bacteria; 

e; Legionella. 

ref |NR_026313.1 
3299393 330087 

trichales; Pisci 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


ref|NR_026210.1 
03 3438261 Acinet 
ellaceae; Ac 
NR_026209.1 


Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 


ref 


DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


562080 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; 


Acinetobacter. 


562080 Bacteria_16S 


baumannii strain 


baumannii Bacteri 
562080 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; 


Proteobacteria; 
norvegica strain 


Bacteria; 
Thermodesulforhab 


562080 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; 


strain UPM-Ca7 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
562080 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


562080 Bacteria_16S 


strain NZP 2213 1 


strain NCIMB 1176 
Bacteria; Proteob 


562080 Bacteria_16S 


strain 25-4 16S r 
Proteobacteria; G 


562080 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


562080 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


562080 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


562080 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


562080 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


562080 Bacteria_16S 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


562080 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


562080 Bacteria_16S 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


562080 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


G 


G 
562080 Bacteria_16S 
strain JB13 16S r 
G 


Proteob 


G 
562080 Bacteria_16S 


3440665 3440771 3 109 


gi 


3442174 3442280 3 109 
in DSM 6962 16S ribosomal RNA, 
eria; Proteobacteria; 


gi 
Gammaproteobacte 


3443684 3443790 3 109 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3576243 3576349 3 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3586866 3586972 3 109 gi 
ibosomal RNA, partial sequence 


3776892 3776998 3 109 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 

3797984 3798090 3 109 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3800944 3801054 2 112 gi 
S ribosomal RNA, partial sequence 


gi 


3958617 3958727 1 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
3967652 3967762 2 112 gi 
6S ribosomal RNA, 


111 gi 


3969155 3969265 2 112 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3999928 4000034 3 109 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
4001346 4001456 2 112 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


4019482 4019588 3 109 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4021028 4021134 3 109 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4083207 4083317 1 111 gi 
2301083 16S ribosomal RNA, partial seq 
a; Firmicutes; Bacillales; Paenibacill 
4170002 4170108 3 109 gi 


ammaproteobacteria; Alteromonadales; A 
4191462 4191568 3 109 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


23532 23637 6 111 gi 
in 265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
37166 37275 1 110 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


38569 38678 1 110 gi 
162 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 


562080 Bacteria_16S 


strain FF3 16S ri 


complet 


ammaproteobacteria; Methylococcales; M 
562080 Bacteria_16S 


219846616 


6S ribosomal RNA, partial sequence 3439822 34412 
ammaproteobacteria; Pseudomonadales; M 
562080 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 


or 
219846615 
e 
ria; 
219846614 
sequence 


, 


219846525 


3575389 35768 
nellacea 


io 
219846518 


3585997 35874 
hylococec 


et 
219846379 
nce 
ob 


219846364 


3797117 37986 
ricketts 


ci 
219846362 


3800153 38015 
acteriac 


ob 
219846253 
quence 

ct 
219846247 


complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
562080 Bacteria_16S 


ob 
219846246 


rillales; 
219846225 


3999120 40005 
thomonad 


an 
219846224 
uence 

a; 


219846210 
uence 
a; 


219846209 
uence 
a; 


219846164 
uence 

aceae; 
219846100 


6S ribosomal RNA, partial sequence 4169129 41706 
eromonad 


1t 
219846081 
uence 


265679048 


idiaceae; 
265679039 


ia; 


265679038 
e 


146436 146545 1 110 gi 
bosomal RNA, partial sequence 


265678965 


axellace 


sequence 
Pseud 


Pseudomo 


37759 
acterale 


obacilla 


acteriac 


39683 


Sphingo 


Pae 


ia; Altero 


ence 22677 


ial sequen 
Rhodob 


37787 
hodobacter 


ref 


ae; 
ref 


ref 


ref 


e; 


ref 


ref 


Ss; 


ref 


ref 


eae; 


ref 


ref 


eae; 


ref 


ref 


ref 


ref 


ref 


ref 


niba 
ref 


acea 
ref 


rs 


mona 


ref 


Clos 
ref 


acte 


ref 


acea 


80 Acinetobacter 
e 


3441331 34427 


omon 


3442841 34442 
nada 


56 Methylomonas 


aceae; Methylomo 


s 


75 Mesorhizobium 

3957761 39592 
ceae; 
15 Mesorhizobium 
66 3969766 Phaeo 
Rhod 
4000552 40019 


mona 


4018632 40201 
Alteromonad 


4020178 40216 
Alteromonad 


4082348 40838 


190616 419208 


24226 


ce 36384 


39128 


NR_026208.1 


Acinetobact 
NR_026207.1 
9 
adales; Mor 
NR_026206.1 
9 
les; Moraxel 
NR_026117.1 


egionella. 
NR_026110.1 


NR_025970.1 


78 3777536 Thermo 
t 


yntrophobac 
NR_025955.1 


ae; Cyclocla 
NR_025953.1 


Mesorhizobi 
NR_025843.1 
4 
7 Sporolacto 
NR_025837.1 


Mesorhizobi 
NR_025836.1 
s 
ospirillacea 
NR_025815.1 


e; Silanimon 
NR_025814.1 
9 
n 


dales; Sphi 
NR_025800.1 
2 
ales; Altero 
NR_025799.1 
7 
ales; Altero 
NR_025754.1 
2 
cillus. 
NR_025690.1 


e; Marinobac 
NR_025671.1 
dales; Alter 
NR_029356.1 
Clostr 
tridium. 
NR_029347.1 
37736 
rales; Rhodo 
NR_029346.1 
Sulfit 
e; Sulfitoba 


ref 


a 


Acinetobacter junii 
junii Bacteria; 
ae 

Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Legionella feeleii 


54 Legionella feeleii Bacteria; 
L 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 
iace 


sticus. 
Mesorhizobium ciceri 
ciceri Bacteria; 
um. 
Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Mesorhizobium loti 
loti Bacteria; 
um. 
Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 
Silanimonas lenta 


01 Silanimonas lenta Bacteria; 
acea 


as. 
Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 


monadaceae; 


Paenibacillus 
2 Paenibacillus 


Marinobacter excellens 


64 Marinobacter excellens Bacteria; 


ter. 
Marinobacter 
8 Marinobacter 
omonadaceae; 


Clostridium 
idium orbiscindens 


Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 


NR_029273.1 


Marinovum algicola 


145646 146993 Marinovum algicola Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 


562080 Bacteria_16S 233538 233647 1 110 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

562080 Bacteria_16S 259566 259675 1 110 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

562080 Bacteria_16S 350720 350829 1 110 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

562080 Bacteria_16S 355076 355185 3 112 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

562080 Bacteria_16S 357981 358090 1 110 gi|265678816|ref|NR_029121.1| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

562080 Bacteria_16S 365514 365623 1 110 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

562080 Bacteria_16S 375983 376092 2 111 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

562080 Bacteria_16S 392935 393044 2 111 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

562080 Bacteria_16S 413009 413118 2 aE bal gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

562080 Bacteria_16S 423762 423871 2 111 gi|265678772|ref|NR_029077.1| Bacillus algicola 


strain F12 16S ri 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain HTCC2506 1 


rudongensis strai 
rudongensis Bacte 


562080 Bacteria_16S 


strain S-5623 16S 


Firmicutes; Lactobacillales; Weissella. 

562080 Bacteria_16S 476002 476111 2 111 gi|265678734|ref|NR_029039.1 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
562080 Bacteria_16S 477374 477483 1 110 gi| 265678733 |ref|NR_029038.1 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacte 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

562080 Bacteria_16S 503676 503785 1 110 gi|265678716|ref|NR_029021.1 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Loktanella. 

562080 Bacteria_16S 572266 572375 1 110 gi|265678671|ref|NR_028976.1 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rh 
Jannaschia. 

562080 Bacteria_16S 584223 584332 1 110 gi| 265678663 |ref|NR_028968.1 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 

562080 Bacteria_16S 585720 585829 2 111 gi|265678662|ref|NR_028967.1 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 597706 597815 3 112 gi|265678654|ref|NR_028959.1 
strain BCH 16S ribosomal RNA, partial sequence 596871 59824 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 
562080 Bacteria_16S 649649 649758 3 112 gi|265678618|ref|NR_028923.1 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methyl 


Bacteria; Proteob 


562080 Bacteria_16S 


strain NGA 16S ri 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
439288 439397 3 112 gi 
t 
463725 463834 3 112 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
472925 473034 2 111 gi 
ribosomal RNA, partial sequence 


s 
i 


acteria; Alphaproteobacteria; Rhizobial 
676755 676860 4 109 gi 


bosomal RNA, partial sequence 


422881 42442 


265678762 
6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 


562080 Bacteria_16S 265678742 


265678736 
472041 47353 


265678598 


ref 
imonadaceae; 
ref 
equence 
a; Rhizobiale 
ref 


es; Beijerinc 


Fulvimarina 


s; Xanthoba 


kiaceae; Me 


ref 


Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 


NR_029067.1 
9 Fulvimarina pelagi Bacteria; 


NR_029047.1 
462905 46436 


NR_029041.1 
7 Weissella koreensis Bacteria; 


NR_028903.1 
675861 677456 Anaerobaculum mobile Bacteria; 


1 
c 


Le 


5 Bacillus algicola Bacteria; 


Fulvimarina pelagi 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Weissella koreensis 


Lactobacillus 

Lactobacillus 

Paracoccus yeei strain 
ria; Proteobacteria; 


Loktanella 
Loktanella 
dobacteraceae; 


Jannaschia 
Jannaschia 
odobacteraceae; 


Paracoccus 
Paracoccus 


obacteraceae; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 


Anaerobaculum mobile 


562080 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


562080 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


tes; 


562080 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


562080 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


562080 Bacteria_16S 


strain DSS-3 16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


562080 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


562080 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


562080 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


562080 Bacteria_16S 


1279 16S ribosoma 


Deinococcus-Thermus; 
562080 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


562080 Bacteria_16S 


temperatum strain 
temperatum Bacter 


562080 Bacteria_16S 


Mi268 16S ribosomal RNA, partial sequence 
Weissella. 


Lactobacillales; 


562080 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


ia; 


562080 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


562080 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


562080 Bacteria_16S 


HEL-45 16S riboso 


lales; 


lales; 


1 RNA, 
laceae; 


bacillales; 


RNA, 


700868 700977 2 


702352 702461 2 


808306 808415 2 


Lactobacillales; 


847938 848047 1 


928702 928811 1 


930190 930299 1 


956559 956668 3 


1087411 1087520 2 


Bacillus. 


1123844 1123953 2 


1143417 1143526 3 


1158480 1158585 6 


1 RNA, partial sequence 
Thermales; 


Deinococci; 
1223515 1223624 2 


Clostridiales; 
1243241 1243350 3 
1288344 1288453 2 
1306398 1306507 3 
Rhizobiales; 
1362770 1362879 1 


1370376 1370485 1 


1379483 1379592 1 


mal RNA, partial sequence 


complete sequence 


complete sequence 
Xanthobacteraceae; 


111 


ribosomal RNA, partial sequence 
Paenibacillaceae; 


111 


ribosomal RNA, partial sequence 
Paenibacillaceae; 


111 


gi 


265678582 


699985 70142 


Paenibacillus 


gi 


265678581 


701473 70290 


Paenibacillus. 


gi 


KR3 16S ribosomal RNA, partial sequenc 


Lactobacillaceae 


110 


110 


110 


ribosomal RNA, partial sequence 


112 


111 


111 


S ribosomal RNA, partial sequence 
Lactobacillaceae; 


112 


111 
1 


111 


ribosomal RNA, partial sequence 
ridia; 


112 


111 


112 


110 


110 


110 


gi 


in GB 16S ribosomal RNA, partial seque 


acteria; Alphaproteobacteria; Rhodobac 


gi 


n ISM 16S ribosomal RNA, partial seque 


acteria; Alphaproteobacteria; Rhodobac 


gi 


265678507 
e 80741 
; Lactobac 
265678481 
nce 84713 
terales; R 
265678426 
nce 92790 
terales; R 
265678425 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
562080 Bacteria_16S 


gi 


strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


gi 


gi 


hodobacter 
265678408 
sequence 
acteria; R 


265678318 


1086532 1088056 Bacil 


224581425 


1122944 11244 


Lactobac 


gi 


in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


gi 


gi 


illus. 
253680761 
quence 
ria; Rhodo 


228721491 


157686 1159115 Meiot 
Thermaceae; 


Meiotherm 
219878346 


1222664 12241 
Clostridiaceae; 


gi 


SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 


gi 


gi 


st 
gi 


n 307 16S ribosomal RNA, partial seque 


acteria; Alphaproteobacteria; Rhodobac 


gi 


6S ribosomal RNA, partial sequence 1369567 


acteria; Alphaproteobacteria; Rhodobac 


gi 


1378686 1380064 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
562080 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


562080 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


562080 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


tes; 


562080 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


562080 Bacteria_16S 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 


Firmicutes; 


Lactobacillales; 


1380909 1381018 3 


1397389 1397498 1 


1435439 1435548 2 


Bacillales; 
1444690 1444799 1 


rain 5SM22 16S ribosomal RNA, 
cteria; Proteobacteria; Alphaproteobac 


1477862 1477971 2 


Lactobacillaceae; 


112 


110 


111 


110 


111 


gi 


BL2 16S ribosomal RNA, partial sequen 


acteria; Alphaproteobacteria; Rhizobia 


gi 


RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


gi 


n 20CM 16S ribosomal RNA, partial sequ 
Paenibacillaceae; 


Pae 
gi 


partial 


gi 


Caminicell 
219878114 
quence 

a; Rhizobi 
219846052 


1287447 1289004 Weiss 


219846269 


1305606 1307012 Stark 


arkeya. 
228719132 
nce 13619 
terales; R 
228718299 
13709 
terales; R 
228717469 
Ocean 
hodobacter 
228717274 
ce 13801 
les; Beije 
228715764 
uence 
bacteria; 


224581431 
ence 14345 


224581424 
sequence 
teria; Rho 


nibacillus. 


ref |NR_028887.1 
2 Paenibacillus 


ref|NR_028886.1 
9 Paenibacillus 


ref |NR_028810.1 
2 808917 Lactob 
illus. 
ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref |NR_028727.1 


aceae; Ruegeria. 
ref |NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref 
lus 


NR_028620.1 
akibai Bacte 


ref |NR_027206.1 
63 Lactobacillus 


ref|NR_028009.1 
1142608 114408 
bacterales; Rhod 


ref|NR_027614.1 
hermus ruber DSM 
us. 
ref |NR_025485.1 
a. 
ref |NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref |NR_025642.1 
ella soli Bacter 


ref 
eya 


NR_025859.1 
novella Bact 


ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027572.1 


hodobacteraceae; 
ref|NR_027563.1 
ibulbus indolife 
aceae; Oceanibul 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027539.1 

1396599 139803 
Rhizobiales; Met 


ref|NR_027213.1 
76 1436085 Paenib 


ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


219878440 


Lactobacillus. 


Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Lactobacillus 
acillus ingluviei 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Roseovarius 

arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Bacillus akibai strain 
ria; Firmicutes; 


Lactobacillus antri 
antri Bacteria; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Meiothermus ruber DSM 
1279 Bacteria; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Weissella soli strain 
ia; Firmicutes; 


Starkeya novella DSM 
eria; Proteobacteria; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 

x HEL-45 Bacteria; 

bus. 

Methylocella 

ocella silvestris BL2 

hylocella. 
Methylobacterium 

3 Methylobacterium 

hylobacteriaceae; 


Paenibacillus 
acillus antarcticus 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


ref|NR_025579.1 


Lactobacillus spicheri 


562080 Bacteria_16S 1485515 1485624 3 112 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

562080 Bacteria_16S 1493083 1493192 3 112 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

562080 Bacteria_16S 1515472 1515581 3 112 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

562080 Bacteria_16S 1565255 1565364 2 111 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
562080 Bacteria_16S 1569810 1569919 3 112 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 


obac 
ref 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
562080 Bacteria_16S 1612586 1612695 1 110 gi 
fryxellensis strain LMG 22007 16S ribosomal RNA, partia 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacte 


les; Phyll 
219878468 
1 sequence 


ria; Rhodobact 


teriaceae; 
NR_025607.1 
1611794 16132 
erales; 


D 


0 


Rhod 


Loktanella. 


562080 Bacteria_16S 
strain T4 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
562080 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain 16351 16S 
Firmicutes; 


strain R-8904 16S 


stellifer strain 
Bacteria; Firmicu 


562080 Bacteria_16S 


decolorationis st 


decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 1842489 1842598 2 111 gi| 219878307 |ref|NR_025446.1 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 18431 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 1844054 1844163 2 111 gi|219878306|ref|NR_025445.1 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 18446 

Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

562080 Bacteria_16S 1854575 1854684 2 111 gi| 219878298 |ref|NR_025437.1 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 185372 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatell 

562080 Bacteria_16S 1868287 1868396 3 112 gi| 219878289 |ref|NR_025428.1 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 186885 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
Chelatococcus. 

562080 Bacteria_16S 1889794 1889903 3 112 gi|219878272|ref|NR_025411.1 
chacoense strain PR5 16S ribosomal RNA, partial sequence 1888988 1890453 Mesorh 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; M 
562080 Bacteria_16S 1939616 1939725 1 110 gi|219878235|ref|NR_025374.1 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 194024 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylob 
Methylobacterium. 

562080 Bacteria_16S 1944301 1944410 2 111 gi|219878232|ref|NR_025371.1 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactob 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

562080 Bacteria_16S 1970006 19701151 110 gi|219878215|ref|NR_025354.1 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 197053 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rh 
Azospirillum. 

562080 Bacteria_16S 2029612 2029721 3 112 gi|219878176|ref|NR_025315.1 


strain DSM 169 16 


Clost 
562080 Bacteria_16S 
echinoides strain 
echinoides Bacter 
562080 Bacteria_16S 


1629223 1629332 3 
osomal RNA, partial sequence 


112 gi 


1630744 1630853 2 111 


gi 
lales; Bacillaceae; Bacillus. 
1670498 1670607 1 110 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1704074 1704183 3 112 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1711636 1711745 1 110 gi 
ribosomal RNA, partial sequence 


gi 


S ribosomal RNA, partial sequence 


1628419 16298 


16S ribosomal RNA, partial sequence 1629885 16313 


1669639 16711 


1710844 17122 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
562080 Bacteria_16S 


219878457 


rinckiacea 
219878456 


219878428 


Clostridiu 
219878405 
sequence 
a; Rhizobi 
219878400 


hodobacter 
1801081 1801190 2 111 gi| 219878335 
IS1 16S ribosomal RNA, partial sequence 18002 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
1802647 1802756 2 111 gi| 219878334 
rain LMG 19507 16S ribosomal RNA, partial sequen 


ref|NR_025596.1 
34 Methylocella 
e; Methylocella. 
ref|NR_025595.1 


ref|NR_025567.1 
m. 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025539.1 
acea 
ref 


e; Loktanell 
NR_025474.1 
19 1801737 Paenib 


ref |NR_025473.1 
ce 1801788 180329 


a. 


efluvibacter. 
Loktanella 

8 Loktanella 

obacteraceae; 


Methylocella tundrae 


tundrae Bacteria; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Paenibacillus 
acillus stellifer 


Bacillus 
0 Bacillus 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Globicatella 
6 1855215 Globicatella 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Mesorhizobium 
izobium chacoense 
esorhizobium. 
Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Lactobacillus frumenti 
acillus frumenti 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 


Chromatium okenii 


2028754 2030144 Chromatium okenii Bacteria; 


562080 Bacteria_16S 
rain B1616/1 16S ribosomal RNA, partia 
Gammaproteobac 


broegbernensis st 
broegbernensis Ba 


Pseudoxanthomonas. 
562080 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


562080 Bacteria_16S 


2041784 2041889 3 108 gi 


cteria; Proteobacteria; 


2048051 2048160 2 111 


gi 


219878167 
1 seque 
teria; 


219878160 


ibosomal RNA, complete sequence 2047168 20487 
lales; Paenibacillaceae; Paenibacillus. 

2095456 2095565 2 111 gi| 219878125 
ribosomal RNA, partial sequence 2094597 20961 
lales; Bacillaceae; Bacillus. 

2098445 2098554 3 112 gi| 219878123 


nce 
Xan 


ref|NR_025306.1 
2040918 204243 
thomonadales; Xa 


ref|NR_025299.1 
07 Paenibacillus 


ref|NR_025264.1 


ref|NR_025262.1 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Paenibacillus borealis 
borealis Bacteria; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Nitratireductor 


aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

562080 Bacteria_16S 2107579 2107684 4 109 gi|219878115|ref|NR_025254.1]| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

562080 Bacteria_16S 2152976 2153085 1 110 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

562080 Bacteria_16S 2158975 2159084 1 110 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

562080 Bacteria_16S 2169690 2169799 2 111 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

562080 Bacteria_16S 2186364 2186473 2 111 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

562080 Bacteria_16S 2192465 2192574 2 itt gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

562080 Bacteria_16S 2193917 2194022 6 111 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

562080 Bacteria_16S 2221153 2221262 3 112 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

562080 Bacteria_16S 2222563 2222672 3 112 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

562080 Bacteria_16S 2341077 2341186 1 110 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

562080 Bacteria_16S 2465668 2465777 2 111 gi| 219857406 |ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

562080 Bacteria_16S 2507855 2507964 2 111 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

562080 Bacteria_16S 2591248 2591357 2 111 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

562080 Bacteria_16S 2623542 2623651 3 Pi. gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

562080 Bacteria_16S 2661570 2661679 3 112 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

562080 Bacteria_16S 2726127 2726236 2 111 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 2781534 2781643 3 112 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

562080 Bacteria_16S 2789213 2789322 2 111 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

562080 Bacteria_16S 2926330 2926439 1 110 gi|219856839|ref|NR_024658.1| Paracoccus 


carotinifaciens s 


train E-396 16S ribosomal RNA, complet 


e sequence 


2925520 292697 


1 Paracoccus 


GTCCTCGCTTTTCGTGACCGTAAGAAGGTCTCAGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCGAGTGATAGCCACTATTAT 
TGGGCCTAAAGCGTCCGTAGCCGGCCGAACAGGTCCGTCGGGAAATCCACCCGCTCAACGGGTGGACGTCCGGCGGAAACCAGTCGGCTTGGGGCCGGGAGACCA 
GAGAGGTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGACCACCGGTAGCGAAAGCGTCTCTGGAGAACGGACCCGACGGTGAGGGACGAAAGCTTG 
GGTCTCGAACCGGATTAGATACCCGGGTAGTCCAAGCTGTAAACGATGCTCGCTAGGTGTGGCGTTGGCTACGAGCCAGCGCTGTGCCGTAGGGAAGCCGAGAAG 
CGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACA 
TCTCACCGGCACCGACAGTGTGCAGTGACAGTCAGTTTGATGAGCTTACTTGAGCCACTGAGAGGAGGTGCATGGCCGCGTCAGCTCGTACCGTGAGGCGTCCTG 
TTAAGTCAGGCAACGAGCGAGACCCGCGTCCCTAATTGCCAGCAGCAGCCTTGTGCTGGCTGGGTACATTAGGGAGACTGCCGTCGCTAAGACGGAGGAAGGAAC 
GGGCAACGGTAGGTCAGTATGCCCCGAATGTGCCGGGCGACACGCGGGC TACAATGGCCGAGACAGTGGGACGCTACCCCGAGAGGGGACGCTAATCTCCTAACC 
TCGGTCGTAGTTCGGATTGCGGGTTGAAACCCACCCGCATGAAGCTGGATTCGGTAGTAATCGCATTTCAGAAGAGTGCGGTGAATACGTCCCTGCTCCTTGCAC 
ACACCGCCCGTCAAATCACCCGAGTGAGGTCCGGATGAGGCCGGCGCAACGCCGGTCGAATCTGGGCTTCGCAAGGGGGATTAAGTCGTAACAAGGTAGCCGTAG 
GGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCAGGTTCCGACTAAGCCATGCAAGTCA 
CGGGGCCGTAAGACCGGCGAACAGCTCAGTAACACGTGGATAATTTACCCTCAGGTGGGGTATAACCTCGGGAAACTGAGGCTAATCCCCCATAGTCATTACAAA 
CTGGAACGTTGTAATGATGAAAGCTCCGGCGCCTGAGGATAAGTCTGCGGCCTATCAGGTAGTAGGTGGTGTAAAGGACCACCTAGCCTAAGACGGGTACGGGCC 
CTGAAAGGGGAGCCCGGAGATGGACTCTGAGACAACAGTCCAGGCCCTACGGGGCGCAGAGGCGCGAAAACTGTGCAATGCGCGAAAGCGACACGGGGAACCTGA 
GTGCCTTGACTTTTCGTCAAGGCTTTTCTGATGCCTAAAAAGCATCAGGAATAAGGGCTGGGCAAGACGGGTGCCAGCCGCCGCGGTAACACCCGCAGCTCGAGT 
GGTGATCACTTTTATTGAGTCTAAAGCGTCCGTAACCGGTCTTATAAATCTTCAGATAAATTCTCCCGCTTAACGGAAGAATTTCTGAAGAGACTGTAAGACTTG 
GGACCGGGTGAGGTTGAATGTACTTTCAGGGTAGGGGTAAAATCCTGTAATCCTGAAAGGACGACCGGTGGCGAAAGCGTTCAACTAGAACGGATCCGACGGTGA 
GGGACGAAGGCTAGGGAAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGCTGCCCACTTGGTGTTGCTTCTCCGTTGAGGGGGAGCAGTGCCGTA 
GCGAAGGTGTTAAGTGGGTCACTTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCGCAACGGGAGGAGCGTGCGGTTTAATTGGA 
TTCAACGCCGGAAAACTCACCGGGAGCGACCTTCGGATGAGGGTCAACCTGACGAATTTACCCGATAGAAGGAGAGGTGGTGCATGGCCGTCGTCAGCTCGTACC 
GTAGGGCGTTCACTTAAGTGTGATAACGAGCAAGACCCCCATCTCTAATTGCTAAGCTTTCTTAGCGGGAAGCTGCACTTTAGAGGGACCGCCAGCGCTAAGCTG 
GAGGAAGGAGGGGTCGACGGCAGGTCAGTACGCCCCGAATCTCCCGGGCTACACGCGCGC TACAAAGGACGGGACAATGAGTTGCAACCTCGAAAGGGGAAGCTA 
ACCTCGAAACCCGTTCGTAGTCAGGACTGAGGGCTGTAACTCGCCCTCACGAATGTGGATTCCGTAGTAATCGTAGGTCAACAGCTACGGTGAATATGCCCCTGC 
TCCTTGTACACACCGCCCGTCAAACCATCCGAGCTGGTGTTGGATGAGGGTCTGTCCATTGGATGGATTCGAATCTGATGTCAGTGAGGAGGGTTAAGTCGTAAC 
AAGGTAGCCGTAGGGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGCTATCGGTGTTTGACTAAGCCATGCGAGTCAAATG 
TTCTTCGTGAACATGGCGTAATGCTCAGTAACACGTGGATAATCTGCCCTCAGGTCCGGCATAACCTCGGGAAACTGAGGATAATTCCGGATATCTCTTCTCTGC 
TGGAACCGCTTGAAGAGACAAAGAATTTCGCCTGAGGATGGGTCTGCGGCCTATCAGGTTGTAGGGGGTGTAACGTACCCTCTAGCCGACAACGGGTACGGGTTG 
TGAGAGCAAGAGCCCGGAGATGGATTCTGAGACATGAATCCAGGCCCTACDGGGCGCACAGGCGCGAAAACTTTACAATGCAGGAAACTGTGATAAGGAGACACC 
GAGTGCTCGGATCAAATGCGGGCTGTCCACATACCTAAATCGTATGTGTTAGCAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGTGGCCCGAG 
TGGTAGCCGCTTTTATTGGGTCTAAAGGGTCCGTAGCCGGTTCGGTCAGTCCATTGGGAAATCCGGATGCTCAACATCCGGGCTTCCAGTGGATACTGCCGAACT 
TGGGATCGGGGGAGGTAAGAGGTACTACAGGGGTAGGAGTGAAATCTTGTAATCCTTGTGGGACCACCTGTGGCGAAGGCGTCTTACCAAAACGAGTCCGACGGG 
AGGGACGAAAGCTGGGGGCACGAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGCTCGCTAGGTGTCAGGCATGGCGTGACTGTGTCTGGTGCCGA 
AGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATCGGCGGGGGAGCACAACAACGGGTGGAGCCTGCGGTTTAATTGG 
ATTCAACGCCGGAAAACTCACCAGGGGAGACAGCAATATGTAGGTCAAGCTGAAGACTTTACCTGAATCGCTGAGAGGAGGTGCATGGTCGTCGCCAGTTCGTAC 
TGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCGTGCCCACAGTTACCAGCGGCATCTCCGGATGGCCGGGTACTCTGTGGGGACCGCCGGTGTTAAAT 
CGGAGGAAGGTGCGGGCTACGGTAGATCAGTATGCCCCGAATCTCTTGGGCTACACGCGGGCTACAATGGACGGGACAATGGGCAACTACACCGAAAGGTGATTG 
TCAATCTCATAAACCCGTTCGAAGTTCGGATCGAGGATTGAAACCCATCCTCGTGAAVGCTGGAATCCGTAAGTAAATCGCGTTTCCAACATAGCGCGGTGAATA 
CGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCACCCGAGTGGGGTATGGGTGAGGGTATGGACATCGTGCCGTATTCAAACCTGAATTCCGCAAGGGGGGGT 
TAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCGC 
TCGCCCATCYGGTTGATCCTGCCGGCGGCCACTGCTATCAAGTTCCGACTAAGCCATGCGAGTCAAGGTATCGTAAGATGCCGGCAAACTGCTCAGTAACACGTG 
GATAATCTAACCTTGAGTAAGGGATAACTTCGGGAAACTGAAGGTAATACCTTATAATTGCTTAAAACTGGAATGTTTTTGCAATAAAAGTTACGACGCTCAAGG 
ATGAGTCTGCGACCTATCAGGTAGTAGGTGGTGTAATGGACCACCTAGCCTCAGACGGGTACGGRCCCTGGGAGGGGTAGCCCGGAGATGGACTCTGAGACATAA 
GTCCAGGCCCTACGGGGCGCAGCAGGCGCGAACACTGTGCAATGCGCGAAAGCGCGACACGGGGAGCTTGAGTGTCTTGGCATAGCCAAGACTTTTCTCATTCCT 
AAAAAGCATGAGGAATAAGTGCTGGGTAAGACGGGTGCCAGCCGCCGCGGTAACACCCGCAGCACGAGTAGTGGTCACTTTTATTGAGCCTAAAGCGTTCGTAGC 
CGGTTTTGTAAATCTTCAGATAAAGCCTGAAGCTTAACTCCAGAAAGTCTGAAGAGACTGCAAGACTTGRGATCGGGTGAGGTTAAACGTACTTTCAGGGTAGGG 
GTAAAATCCTGTAATCCCGGAAGGACGACCAGTGGCGAAAGCGTTTAACTAGAACGAATCTGACGGTAAGGAACGAAGGCTAGGGTAGCAAACCGGATTAGATAC 
CCGGGTAGTCCTAGCTGTAAACATTGCCCATTTGATGTTGCTTTTCCGTTGAGGGAAGGCAGTGTCGGAGCGAAGGTGTTAAATGGGCCGCTTGGGAAGTATGGT 
CGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCGCAACGGGAGGAATGTGCGGTTTAATTGGATTCAACGCCGGAAAACTCACCGGGAACGACCTGTGC 
ATGAGAGTCAACCTGACGAGCTTACTCGATAGCAGGAGAGGTGGTGCATGGCCGTCGTCAGCTCGTACCGTAGGGCGTTCACTTAAGTGTGATAACGAGCGAGAC 
CCACATCTTTAATTGCAAATGTATATGAGAATATGCATGCACTTTAGAGAAACCGCCAGCGCTAAGCTGGAGGAAGGAGTGGTCGACGGCAGGTCAGTACGCCCC 
GAATTTCCCGGGCTACACGCGCATTACAAAGAACGGGACAATACGTTGCAACCTCGAAAGAGGAAGCTAATCGCGAAACCCGTCCATAGTTAGGATTGAGGGCTG 
TAACTCGCCCTCATGAATCTGGATTCCGTAGTAATCGCGGGTCAACAACCCGCGGTGAACATGCCCCTGCTCCTTGCACACACCGCCCGTCAAACCATCCGAGTT 
GGTGTTGGATGAGGTTTAATTCGAGAGGGTTAAATCAAATCTGATGTCGGTGAGGAGGGTTAAGTCGTAACAAGGTAACCGTANNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGCTATCGGTGTTTGCCTAAGCCATGCGAGTCAAATGTTCTTCGTGAACATGGCGTACTGCTCAGTAACACGTGGA 
TAACCTGCCCTCAGGTCTGGCATAACCCCGGGAAACTGGGGATAATACCGGATAACGCATATGTGCTGGAATGCTTTATGCGTCAAAGGTCCTCCGCCTGAGGAT 
GGGTCTGCGGCCTATCAGGTAGTAGCGGGTGTAATGTACCTGCTAGCCGACGACGGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGATTCTGAGACATGAAT 
CCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCGGGCAACCGTGATAAGGGGACACCGAGTGCTAGCAAGATTTGCTGGCTGTCCAGGTGCGTAC 
AATGCACCTGTTAGCAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCCCGAGTGGTGATCGTTATTATTGGGTCTAAAGGGTCCGTAGCC 
GGTTTGGTCAGTCCTCCGGGAAATCTGTCAGCTTAACTGATAGGCTATCGGGGGATACTGCCAGACTTGGAACCGGGAGAGGTAAGAGGTACTACAGGGGTAGGA 
GTGAAATCTTGTAATCCCTGTGGGACCACCTGTGGCGAAGGCGTCTTACCAGAACGGGTTCGACGGTGAGGGACGAAAGCTGGGGGCACGAACCGGATTAGATAC 
CCGGGTAGTCCCAGCCGTAAACGATGCTCGCTAGGTGTCATGCATGGTGCGACCGTGTATGGTGCCGTAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGC 
CGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACAACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGAAAACTCACCGGGGGCGACAGCAAT 
ATGTGGGCCAGGCTAAAGACCTTGCCTGAATCGCTGAGAGGAGGTGCATGGCCGTCGCCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGTGCCCACTGTTACCAGCATGTCCTCCGGGACGATGGGTACACTGTGGGGACCGCTGATGTCAAATCAGAGGAAGGTGCGGGCTACGGTAGGTCAGTATGCCC 
CGAATCTCCCGGGCTACACGCGGGCTACAATGGTCGGGACAATGGGTCCCTTCCCCGAAAGGGGTTGGTAATCTCACAAACCCGTCCTTAGTTCGGATCGAGGGC 
TGTAACTCGCCCTCGTGAAGCTGGAATCCGTAGTAATCGCGTTTCAATATAGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCACCCGAG 
TGAGGTATGGGTGAGGGCACGGACATCGTGCCGTGTTCGAACCTGAATTTCGCAAGGGGGGTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATC 
ACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAG 
CCATGCTAGTTGTACGAGTTGAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATAGATCCAGACAACCTCGGGAAACTGAGGCTAATCCGGA 
ATAGGTCTCTCATCCTGGAGTGGAGGGAGCCTGAAACGCTCCGGCGCTATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAG 
TAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAG 
TGCGATAAGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTTGCGACCGTAAGGTGGTCGAGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGG 
TAATACCGGCAGGACGAGTGATGACCGCTGTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGCACAAGTCTATCGGGAAATCTCTCCGCTTAACGGAGAGGCGTCC 
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562080 Bacteria_16S 3682658 3682767 1 110 gi|219846449|ref|NR_026040.1| Octadecabacter 
arcticus strain 238 16S ribosomal RNA, partial sequence 3681864 3683252 Octadecabacter arcticus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 
562080 Bacteria_16S 3834447 3834552 6 111 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

562080 Bacteria_16S 3898685 3898794 3 112 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

562080 Bacteria_16S 3904715 3904824 2 111 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

562080 Bacteria_16S 3937982 3938091 1 110 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

562080 Bacteria_16S 3939419 3939528 1 110 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

562080 Bacteria_16S 3940876 3940985 3 112 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

562080 Bacteria_16S 3954191 3954300 1 110 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

562080 Bacteria_16S 3955630 3955739 1 110 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

562080 Bacteria_16S 3970606 3970715 3 112 gi|219846245|ref|NR_025835.1]| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
562080 Bacteria_16S 4105644 4105753 1 110 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

562080 Bacteria_16S 4134511 4134620 1 110 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

562080 Bacteria_16S 4166963 4167072 1 110 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

562080 Bacteria_16S 4168445 4168554 1 110 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

562080 Bacteria_16S 4192988 4193093 6 111 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

562080 Bacteria_16S 4221755 4221864 2 sme gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

562080 Bacteria_16S 4232265 42323741 110 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

562080 Bacteria_16S 4239812 42399211 110 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
562080 Bacteria_16S 4241271 4241380 1 110 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
562080 Bacteria_16S 47688 47796 3 111 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

562080 Bacteria_16S 91379 91487 3 111 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

562080 Bacteria_16S 166334 166442 1 109 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 250632 250740 2 110 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
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364032 364140 2 110 gi|265678812|ref|NR_029117.1| Phenylobacterium 

FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 

385207 385315 3 111 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
bosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
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Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

562080 Bacteria_16S 459215 459323 3 111 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

562080 Bacteria_16S 471312 471420 3 111 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

562080 Bacteria_16S 541719 541827 2 110 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

562080 Bacteria_16S 555505 555613 3 111 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

562080 Bacteria_16S 557047 557155 3 dk gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

562080 Bacteria_16S 558591 558699 3 TL gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

562080 Bacteria_16S 563210 563318 1 109 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
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562080 Bacteria_16S 1019268 1019376 2 110 gi| 265678365 |ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

562080 Bacteria_16S 1049975 1050083 3 111 gi| 265678345 |ref|NR_028647.1| Balnearium 

lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 

lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

562080 Bacteria_16S 1069521 1069629 2 110 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 

strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 

Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

562080 Bacteria_16S 1088974 1089082 3 111 gi|265678317|ref|NR_028619.1| Pseudomonas 

psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

562080 Bacteria_16S 1285194 1285302 2 110 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 

psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 

psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 
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chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


562080 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


562080 Bacteria_16S 


strain ATCC 4973 
Proteobacteria; G 
strain CIP 105469 
Bacteria; Proteob 
562080 Bact 
strain CIP 105470 
Proteobacteria; G 
562080 Bact 
strain CIP 105259 
Proteobacteria; G 
562080 Bact 
strain CIP 105274 
Proteobacteria; G 


strain CFML 96-19 
Proteobacteria; G 


strain CIP 104664 
Bacteria; Proteob 


562080 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


562080 Bacteria_16S 


G 
562080 Bacteria_16S 


G 


eria_16 


eria_16 


eria_16 


2127391 2127497 3 109 
rain ALEN 1 16S ribosomal RNA, 
cteria; Proteobacteria; 


2137918 2138026 3 
n SM-1 16S 
acteria; Gammaproteobacteria; 
2143910 2144018 3 111 
S ribosomal 
ammaproteobacteria; 
2145415 2145523 3 
n Ps 3-10 1 
ria; Proteo 


111 


111 


bacteria; 


2171218 2171326 3 111 


2219646 2219754 3 111 
strain KMM 3447 16S ribosomal 
Bacteria; Proteobacteria; 


2234802 2234910 3 21 
n CFBP 5705 16S ribosomal RNA, 
ria; Proteobacteria; 


2250043 2250151 3 11 


a; Firmicutes; Lactobacillales; 
2263921 2264029 3 111 


acteria; Gammaproteobacteria; 
2321602 2321710 3 111 
1 16S ribosomal RNA, partial se 


2323154 2323262 3 111 
4 16S ribosomal RNA, partial se 
acteria; Gammaproteobacteria; P 
2400243 2400351 3 111 
strain CM2 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alpha 


2521527 2521635 3 111 
rain SBK26 16S ribosomal RNA, p 
cteria; Proteobacteria; Gammapr 


2529079 2529187 3 111 


2555833 2555941 3 111 


acteria; Gammaproteobacteria; P 
Ss 2557399 2557507 3 aioe 


s 2562025 2562133 3 111 


s 2571158 2571266 3 111 


2580279 2580387 3 111 
8 16S ribosomal RNA, partial se 


2581845 2581953 3 111 
16S ribosomal RNA, complete se 
acteria; Gammaproteobacteria; P 
2583415 2583523 3 111 
16S ribosomal RNA, partial seq 
acteria; Gammaproteobacteria; P 
2584984 2585092 3 111 


Gammaproteobac 


ribosomal RNA, partial sequ 
Alteromo 


RNA, partial sequence 
Pseudomonadales; 


6S ribosomal RNA, partial s 
Gammaproteobacter 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
562080 Bacteria_16S 
RNA, par 
Gammaproteob 


Gammaproteobacter 


n IS04 16S ribosomal RNA, partial sequ 
Oceanosp 


ammaproteobacteria; Pseudomonadales; P 
562080 Bacteria_16S 


16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
562080 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
562080 Bacteria_16S 


gi 
partial 


gi 


gi 


P 
gi 


gi 


gi 


gi 
partial 


gi 
ls 
Fructo 


gi 


gi 
quence 


gi 
quence 
seudomo 

gi 
artial 
proteob 


gi 
artial 
oteobac 


gi 


gi 


seudomo 
gi 


gi 


gi 


gi 
quence 


gi 
quence 
seudomo 

gi 
uence 
seudomo 


s 
te 


en 
na 


se 


eq 


se 
ti 


ac 


s 
ia 


eq 


ba 


en 


ir 


se 


na 


se 


ac 


se 
te 


se 


na 


se 


se 


se 


se 


na 


na 


ia; 


219857650 


equence 
ria; Chr 


219857643 


ce 21370 
dales; 


uence 


; Pseudo 


219857621 


21703 


al seque 
teria; P 


219857576 


equence 
Pseudo: 


, 


219857566 


uence 
cillus. 


219857557 


ce 22630 
illales; 


219857515 


23207 
udomonad 


219857514 


23223 
dales; P 


219857460 


quence 


teria; R 


219857363 


quence 
ria; Pse 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
ammaproteobacteria; Pseudomonadales; P 
562080 Bacteria_16S 


udomonad 


219857340 


25549 
dales; P 


219857339 


25565 
udomonad 


219857336 


25611 
udomonad 


219857287 


25702 
udomonad 


219857281 


25794 
udomonad 


219857280 


25809 
dales; P 


219857279 


25825 
dales; P 


gi 


strain CFML 96-170 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


219857278 


Alter 
219857639 
2143068 21445 
udomonad 
219857638 


udomonad 
219857586 


ref |NR_025239.1 
2126557 212798 
omatiales; Ectot 


ref|NR_025232.1 
73 2138564 Microb 
omonadaceae; 


ref |NR_025228.1 


aceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
monadales; Pseu 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025174.1 
nce 221879 
seudomonadales; 


monadales; 
ref|NR_025154.1 
2249193 225066 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref |NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref |NR_025048.1 
2399427 240087 
hizobiales; Hyph 


ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 
ref|NR_024946.1 
aceae; Pseudomon 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 


d 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Microbulbifer 
ulbifer salipaludis 
Microbulbifer. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 
Pseudomonas 

7 Pseudomonas 

omonadaceae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Fructobacillus 
7 Fructobacillus 


Alcanivorax 
vorax venustensis 
e; Alcanivorax. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 
Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Pseudomonas 
4 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 


2584125 2585640 Pseudomonas orientalis 


562080 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


562080 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


562080 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


562080 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


562080 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


562080 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


562080 Bacteria_16S 


2595822 2595930 3 111 


2597388 2597496 3 

16S ribosomal RNA, 
acteria; Gammaproteobacteria; 
2739646 2739754 3 111 


111 


tes; Clostridia; 


2854281 2854389 3 111 
acteria; Gammaproteobacteria; 
2858964 2859072 3 111 


acteria; Gammaproteobacteria; 
2908074 2908182 2 110 
ATCC 51145 16S ribosomal RNA, 
a; Firmicutes; Bacillales; 


2909620 2909728 2 110 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


gi 


complete sequence 
Pseudomo 


gi 


Na82 16S ribosomal RNA, partial sequen 
Thermoanaerobacterale 


gi 


16S ribosomal RNA, partial sequence 
Pseudomo 


gi 


16S ribosomal RNA, partial sequence 
Pseudomo 


gi 


partial 
Staphylococ 


gi 


pasteuri strain ATCC51129 16S ribosomal RNA, partial se 


pasteuri Bacteria 


562080 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


562080 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


562080 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


562080 Bacteria_16S 


; Firmicutes; Bacillales; 
2911164 2911272 2 

n ATCC 4 
ria; Firmicutes; Bacillales; 
2912706 2912814 2 


110 


110 
16S 
tes; Bacillales; 
2915793 2915901 2 110 
16S 
tes; Bacillales; 


2917335 2917443 2 


110 


Staphylococc 


gi 


3809 16S ribosomal RNA, partia 
Staphyloc 


gi 


ribosomal RNA, partial sequence 
Staphylococcus. 


gi 


ribosomal RNA, partial sequence 
Staphylococcus. 


gi 


arlettae strain ATCC 43957 16S ribosomal RNA, partial s 


arlettae Bacteria 


562080 Bacteria_16S 
train FPC951 16S ribosomal RNA, partia 
Gammaproteoba 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


562080 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


562080 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


562080 Bacteria_16S 
ain M1975/96/1 16S ribosomal RNA, part 
Lactobacillales; 


balaenopterae str 
balaenopterae Bac 


562080 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


562080 Bacteria_16S 
S ribosomal RNA, partial sequence 
Incertae 


strain 2045-94 16 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


562080 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


562080 Bacteria_16S 
n JW/SL-NZ613 16S ribosomal RNA, parti 
Thermoana 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


562080 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


562080 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


562080 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


; Firmicutes; Bacillales; 
2920377 2920485 3 111 


acteria; Proteobacteria; 
2974784 2974892 3 111 
bosomal RNA, partial sequence 
3026317 3026425 2 110 


acteria; Alphaproteobacteria; 
3089997 3090105 2 110 


teria; Firmicutes; 
3140910 3141018 2 

mal RNA, partial sequence 
lales Family XI. 
3142469 3142577 2 


110 


110 


lales; Bacillales Family XI. 


3177497 3177605 3 111 


3303342 3303450 2 110 
6S ribosomal RNA, 
lales; Salinicoccus. 
3323022 3323130 3 111 
ria; Firmicutes; Clostridia; 
hermoanaerobacterium. 
3655211 3655319 2 110 
ain Ben103 16S ribosomal RNA, 


3845087 3845195 2 110 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 
3872313 3872421 2 110 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 


Incertae Sedis; 


Staphylococc 


gi 


gi 


2973936 29754 
ammaproteobacteria; Pseudomonadales; P 


gi 


16S ribosomal RNA, partial sequence 
Caulobac 


gi 


Ca 
gi 


3140051 3141558 Gemel 


Gemel 
gi 


3141609 31431 


gi 


16S ribosomal RNA, partial sequence 3176631 31781 
ammaproteobacteria; Pseudomonadales; P 


gi 


complete sequence 3302462 33040 


gi 


gi 


partial 
teria; Proteobacteria; Alphaproteobact 


gi 


3844228 38456 


219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857161 
ce 27388 
s; Thermod 
219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856851 
sequence 
cus. 
219856850 
quence 

us. 
219856849 
1 sequence 
occus. 
219856848 
29118 


219856846 
29149 


219856845 
equence 

us. 
219856843 
1 sequence 
cteria; Ps 


219846940 


seudomonad 
219846906 
30255 
terales; C 
219846862 
ial sequen 
rnobacteri 
219846828 


la. 
219846827 


Sedis; 
219846803 


seudomonad 
219846719 


219846704 
al sequenc 
erobactera 


219846468 
sequence 


eria; Rhod 


219846332 


gi 


ref 


acea 
ref 


seud 
ref 


esul 
ref 


seud 
ref 


seud 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
eudo 
ref 


acea 
ref 


aulo 
ref 


acea 
ref 


lab 


ref 


ref 
acea 
ref 
ref 
les; 
ref 
obac 


ref 


219846314 


ref 


61 2596478 Pseudo 


29 2598044 Pseudo: 


10 2740172 Thermo 


33 2854934 Pseudo 


10 2859620 Pseudo: 


2907194 29086 


2908741 29102 


2910285 29117 


27 2913320 Staphy 


14 2916405 Staphy 


2916456 29179 


2919511 29210 


10 3026975 Pheny 


ce 3089141 30905 


04 Salinicoccus 


e 3322195 33236 


3654403 36558 


NR_024902.1 


e; Pseudomon 
NR_024901.1 


omonadaceae; 
NR_024789.1 


fobiaceae; T 
NR_024707.1 


omonadaceae; 
NR_024704.1 


omonadaceae; 
NR_024670.1 
9 


NR_024669.1 
3 


NR_024668.1 
7 


NR_024667.1 


NR_024665.1 


NR_024664.1 
4 


NR_024662.1 
0 
P 


monadales; 
NR_026532.1 


e; Pseudomon 
NR_026498.1 
Ai 
bacteraceae; 
NR_026454.1 
2 
e; Granulica 
NR_026420.1 
ergeri Bacte 


NR_026419.1 


NR_026395.1 


e; Pseudomon 
NR_026311.1 


NR_026296.1 
q 
Thermoanaer 
NR_026060.1 
2 
terales; Rho 


NR_025922.1 


NR_025904.1 


Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 

Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Pseudomonas 
8 Pseudomonas 


seudomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Granulicatella 
3 Granulicatella 
tella. 
Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Salinicoccus roseus 


roseus Bacteria; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Amaricoccus 
6 Amaricoccus 


dobacteraceae; 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Gemella morbillorum 


3871442 3872977 Gemella morbillorum Bacteria; 


Incertae Sedis; 


Gemella. 


562080 Bacteria_16S 3873900 3874008 2 110 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
562080 Bacteria_16S 3880050 3880158 3 111 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
562080 Bacteria_16S 3883191 3883299 3 111 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
562080 Bacteria_16S 3906256 3906364 3 111 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
562080 Bacteria_16S 3932252 3932360 2 110 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 
562080 Bacteria_16S 3976401 3976509 2 110 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 
562080 Bacteria_16S 3977890 3977997 3 110 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 
562080 Bacteria_16S 4017943 4018051 3 211 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 
562080 Bacteria_16S 4057274 4057382 3 111 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
562080 Bacteria_16S 4067873 4067981 1 109 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
562080 Bacteria_16S 4220208 4220312 6 110 gi|219846061|ref|NR_025651.1] Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
562080 Bacteria_16S 14327 14434 2 109 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 
562080 Bacteria_16S 43126 43233 3 110 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
562080 Bacteria_16S 85412 85519 3 110 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
562080 Bacteria_16S 97681 97788 2 109 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 
562080 Bacteria_16S 367001 367108 3 110 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 
562080 Bacteria_16S 374446 374553 3 110 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
562080 Bacteria_16S 382110 382217 3 110 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 
562080 Bacteria_16S 409783 409890 3 110 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
562080 Bacteria_16S 420641 420748 3 110 gi|265678774|ref|NR_029079.1| Brevibacterium 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


419777 421277 Brevibacterium 


562080 Bacteria_16S 
putterlickiae str 
putterlickiae Bac 
Streptomycetaceae; 
562080 Bacteria_16S 


strain AU476 16S 


strain A10 16S ri 


Actinomadura. 


562080 Bacteria_16S 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae; 
562080 Bacteria_16S 


strain HKI 0120 1 


strain HKI 0119 1 


beijiangensis Bac 


strain Pull 5.3 1 


Proteobacteria; G 
562080 Bacteria_16S 


strain AC 615 16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


562080 Bacteria_16S 


fructosovorans st 


fructosovorans Bacteria; 


Desulfovibrio. 


562080 Bacteria_16S 


strain JCM 4837 1 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


562080 Bacteria_16S 


strain NRRL 15532 


Bacteria; Actinobacteria; 


Nonomuraea. 


562080 Bacteria_16S 


strain DF-32 16S 


Actinobacteria; Actinoba 


Microbispora. 


562080 Bacteria_16S 


strain ES10.1 16S 


Actinobacteria; Actinoba 
562080 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


562080 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; G 


562080 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


562080 Bacteria_16S 


strain NCIMB 7030 


436187 436294 3 


Kitasatospora. 
465227 465334 3 


469735 469842 3 


553954 554061 3 


Streptomyces. 
635765 635872 3 


637296 637403 3 


786777 786884 3 


Streptomyces. 
791409 791516 3 
6S ribosomal RNA, 


838749 838856 3 


875012 875119 3 


Streptosporangium. 
970387 970490 6 


eae; 


Proteobacteria; 


1085835 1085942 3 


1090501 1090608 3 


Nonomuraea. 
1107038 1107145 3 
16S ribosomal 


eae; 


1108588 1108695 3 


ribosomal RNA, 


1131277 1131384 3 


1132808 1132915 3 


acteria; 


1152490 1152597 3 


1277696 1277803 3 


Proteobacteria; 
1298756 1298863 3 


ria; 


1382434 1382541 3 


ain F18-98 16S ribosomal RNA, 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


55 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 


110 gi|265678764|ref|NR_029069.1| Kitasatospora 
partial sequence 435340 436871 Kitasatospora 
Streptomycineae; 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
562080 Bacteria_16S 


110 


110 


110 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 


110 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 
beijiangensis str 


110 


ain YIM6 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
562080 Bacteria_16S 


110 


complete sequence 790537 79204 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
562080 Bacteria_16S 


110 


CY-7113 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


109 


rain JJ 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


110 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
562080 Bacteria_16S 


110 


ain A-5 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


110 


partial sequence 
cteridae; Actinomycetales; 


110 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 


110 


CF63 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


110 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 
NR_025717.1 
1276861 12782 
Gammaproteobacteria; Alteromonadales; 


110 


n JC2041 16S ribosomal RNA, partial sequence 


110 gi| 219846893 |ref|NR_026485.1 
sequence 
Brevibacteriaceae; 
110 gi|228717104|ref|NR_027560.1 


strain 0S145 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


265678741 |ref 


gi 


NR_029046.1 


Inquilinus limosus 


464412 465829 Inquilinus limosus Bacteria; 


Rhodospirillaceae; 


gi| 265678738 |ref 


Streptosporangineae; 


265678683 |ref 


gi 
Actinomycetales; 


265678627 |ref 


gi 


265678626 |ref 


gi 


NR_028988.1 
in CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 
eria; Actinobacteria; Actinobacteridae; 


NR_028932.1 
2 Knoellia subterranea Bacteria; 
Intrasporangiaceae; 
NR_028931.1 
1 Knoellia sinensis Bacteria; 
Intrasporangiaceae; 


Inquilinus. 
NR_029043.1 
468944 470395 Actinomadura 


Actinomadura latina 
latina Bacteria; 


Thermomonosporaceae; 


Streptomyces 
Streptomyces 


Streptomycineae; 


Knoellia subterranea 


Knoellia. 
Knoellia sinensis 


Knoellia. 


gi| 265678521 |ref|NR_028825.1| Streptomyces 
785920 787418 Streptomyces 
Streptomycineae; 
gi|265678518|ref|NR_028821.1| Psychromonas arctica 


265678487 |ref 


gi 


3 Psychromonas 


arctica Bacteria; 


Psychromonas. 
NR_028790.1 


Nonomuraea rubra 


837961 839417 Nonomuraea rubra Bacteria; 


Streptosporangineae; 
gi| 265678462 |ref 


265678397 |ref 


gi 


265678319|ref 


gi 


265678316|ref 


gi 


265678304 |ref 


gi 


265678303|ref 


gi 
Streptosporangineae; 


253680769 |ref 


gi 
Streptosporangineae; 
gi|253680768|ref 


Micrococcineae; 


253680755|ref 


gi 


219846127|ref 


gi 


NR_028699.1 
969528 971049 
Desulfovibrionales; 


NR_028621.1 
81 Streptomyces 
Streptomycineae; Streptomycetaceae; 
NR_028618.1 
1089685 1091137 Nonomuraea 

Streptosporangineae; 


NR_028606.1 
1106217 1107715 Nonomuraea longicatena 
Streptosporangineae; 


NR_028605.1 
1107766 1109207 Microbispora 
Streptosporangiaceae; 


NR_028017.1 
1130448 1131904 Nocardiopsis 
Nocardiopsaceae; Nocardiopsis. 
NR_028016.1 
1131955 1133449 Brevibacterium sanguinis 
Brevibacteriaceae; 


NR_028003.1 
1151622 1153067 Psychromonas 


Colwelliaceae; 


Streptosporangiaceae; Nonomuraea. 
NR_028765.1 
874217 875635 


Streptosporangium 
Streptosporangium 


Streptosporangineae; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Streptomyces tauricus 
tauricus Bacteria; 
Streptomyces. 
Nonomuraea 


Nonomuraea longicatena 
Streptosporangiaceae; 
Microbispora corallina 
corallina Bacteria; 
Nocardiopsis exhalans 


exhalans Bacteria; 


Brevibacterium 


Psychromonas kaikoae 
kaikoae Bacteria; 


Thalassomonas 

68 Thalassomonas 
Thalassomonas. 
Brevibacterium avium 


1297919 1299312 Brevibacterium avium Bacteria; 


Brevibacterium. 
Idiomarina baltica 


1381574 1383049 Idiomarina baltica 08145 Bacteria; 


Idiomarinaceae; 


Idiomarina. 


562080 Bacteria_16S 


strain B-10-31 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalter 


562080 Bacteria_16S 


strain JCM3369 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
562080 Bacteria_16S 


strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
562080 Bacteria_16S 
oligospora strain 
oligospora Bacteria; 
Thermomonosporaceae; 
562080 Bacteria_16S 


strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
562080 Bacteria_16S 


strain KMM 227 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


562080 Bacteria_16S 
paranensis strain 


Streptomycetaceae; 
562080 Bacteria_16S 
terrestris strain 


Streptomycetaceae; 
562080 Bacteria_16S 
gansuensis strain 


Streptomycetaceae; 
562080 Bacteria_16S 


2 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
562080 Bacteria_16S 
strain DSM 43049 


562080 Bacteria_16S 


olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial s 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
562080 Bacteria_16S 
strain DSM 40597 


562080 Bacteria_16S 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, parti 
Streptomyces purpurogeneiscleroticus Ba 
Streptomycetaceae; 


Streptomycineae; 
562080 Bacteria_16S 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


picturae Bacteria; 
Brevibacterium. 
562080 Bacteria_16S 
strain SNG49 16S 


562080 Bacteria_16S 
strain DSM 44494 


562080 Bacteria_16S 
metallicus strain 


Nocardiopsis. 
562080 Bacteria_16S 


namibiensis strain HAG 010767 16S ribosomal RNA, partial 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
562080 Bacteria_16S 


1412389 1412496 3 


1527652 1527759 3 


1529156 1529263 3 


1530664 1530771 3 


Actinomadura. 


1535199 1535306 3 


1547517 1547624 3 


1556384 1556491 3 


1557878 1557985 3 


1559372 1559479 3 


1591216 1591323 3 


1597405 1597512 3 


1598953 1599060 3 


1600501 1600608 3 


1602049 1602156 3 


1603615 1603722 3 


1639815 1639922 3 


1740584 1740691 3 


1743673 1743780 3 


1746699 1746806 3 


Actinomadura. 
1757441 1757548 3 


110 


110 


110 


110 


ATCC 43269 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyce 


110 


110 


110 


HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Kitasatospora. 


110 


HKI 0186 16S ribosomal RNA, partial sequence 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Kitasatospora. 


110 


HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Kitasatospora. 


110 


110 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


110 


16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


110 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


R2A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


110 


strain 2825 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 


gi] 224581450 
1411537 14130 


gi] 219857435 
1526835 15282 


Streptosporangineae; 


gi| 219857434 
1528339 15297 
Streptosporang 


gi|219857433 


gi| 219857414 
Streptosporang 


gi|219857260 
1546665 15481 


gi|219846194 


gi|219846193 


gi|219846192 


gi|219878484 


Actinomy 
gi| 219878480 


Streptomycinea 
gi| 219878479 


gi|219878478 


Streptomycinea 
gi| 219878477 


gi|219878475 


gi| 219878450 
1638983 16404 
Streptosporang 
gi| 219878380 


Streptosporang 
gi| 219878378 
17428 
Stre 


gi| 219878376 
sequence 
Actinomyc 


ref |NR_027234.1 


ref |NR_025023.1 
88 Actinomadura 
Thermomon 


ref |NR_025022.1 


ineae; Thermomon 
ref|NR_025021.1 

1529847 153130 
tales; Streptosp 


ref |NR_025002.1 


ineae; Thermomon 


ref |NR_024891.1 
eae; Idiomarina. 
ref|NR_025784.1 
1555586 155703 
tales; 


ref|NR_025783.1 
1557082 155852 
tales; Streptomy 


ref|NR_025782.1 
1558576 156000 
tales; Streptomy 


ref|NR_025623.1 
1590391 159188 
cetales; Strepto 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
equence 159812 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


ref|NR_025589.1 
69 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025517.1 
31 1744318 Nocard 
ptosporangineae; 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


gi|219878367 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


orangineae; 


Actinomadura vinacea 


13 Actinomadura vinacea Bacteria; 


osporaceae; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Kitasatospora 
1 Kitasatospora 


Streptomycineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


Streptomyces 
8 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


cteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 
Nocardiopsaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


ref|NR_025506.1 


Psychromonas profunda 


1756574 1758069 Psychromonas profunda Bacteria; 


562080 Bacteria_16S 1775328 1775435 3 110 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 1828632 1828739 2 109 gi|219878317|ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
562080 Bacteria_16S 1853017 1853124 3 110 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 

562080 Bacteria_16S 1862132 1862239 2 109 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

562080 Bacteria_16S 1877353 1877460 3 110 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

562080 Bacteria_16S 2019130 2019237 2 109 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

562080 Bacteria_16S 2020602 2020709 2 109 gi| 219878182 |ref|NR_025321.1| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 

562080 Bacteria_16S 2054280 2054387 3 110 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 2055749 2055856 3 110 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 2157500 2157607 3 110 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

562080 Bacteria_16S 2246891 2246998 3 110 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 2248468 2248575 3 110 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 2253069 2253176 3 110 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
562080 Bacteria_16S 2298816 2298923 3 110 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

562080 Bacteria_16S 2309403 2309510 3 110 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
562080 Bacteria_16S 2333633 2333740 3 110 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

562080 Bacteria_16S 2409439 2409546 3 110 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomonospora. 

562080 Bacteria_16S 2412554 2412661 3 110 gi| 219857452 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Meth 
Methylosarcina. 

562080 Bacteria_16S 2414119 2414226 3 110 gi|219857451 


strain AML-C10 16S ribosomal RNA, partial sequence 


2413261 24147 


Proteobacteria; Gammaproteobacteria; Methylococcales; Met 


562080 Bacteria_16S 2492750 2492857 3 110 
strain T1-X7 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


219857388 


hylococe 


ptosporangineae; 
ref|NR_025040.1 

2411699 241321 
ylococcales; Met 
ref |NR_025039.1 


aceae; Methylosa 


Nocardiopsaceae; 
Methylosarcina 
0 Methylosarcina 


hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 


ref|NR_024976.1 


Tetrasphaera japonica 


2491905 2493349 Tetrasphaera japonica Bacteria; 


Intrasporangia 


ceae; Tetrasphaera. 


GGTGGAAACTGTGTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTG 
GAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAGGCTA 
CGAGCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAG 
GAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGACGGTCAGTATGATGAGCTTACCTGAGCCATTGAGAGGAGGTGC 
ATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCGGGCAACGAGCGAGACCCGCACCCTTAATTGCCAGCAGCACCCTTGTGGTGGCTGGGTACATT 
AAGAGGACTGCCAGTGCCAAAC TGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCAAGACAGTGGG 
ATGCAACGCCGAAAGGCGACGCTAATCTCCGAAACTTGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCA 
GAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCCGGTTTCCGGGTCGAATCTGGGCTCCGC 
AAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTCGCACGGGTTCAGACCCGTGGCGAATAGCTCCGTAACACGTGG 
CCAAACTACCCTATGGATCGGAATAACCTCGGGAAACTGAGGCTAATACCGAATACCGCTCTCACGTTGGAATTACAGAGAGCACGAAACGCTCCGGCGCCATAG 
GATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAG 
ATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGAACGTGCGATAAGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTGCCTAC 
CGTAAGGTGGTAGGTGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCGAGTGATGGCCAATATTATTGGGCCTAAAGCGTCCGT 
AGCTGGCCGAACAGGTCTGTCGGGAAATCCGCTCGCTCAACGAGCGGACGTCCGGCGGAAACCAGTCGGCTTGGGACCGGAAGACCCGAGGGGTACGTCCGGGGT 
AGGAGTGAAATCCTGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCGGGAGGACGGATCCGACAGTGAGGGACGAAAGCTTGGGTCACGAACCGGATTAG 
ATACCCGGGTAGTCCAAGCTGTAAACGATGCTCGCTAGGTGTGGCACTGGCTACGAGCCAGTGCTGTGCTGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTA 
CGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCACCGACAG 
TGTGCGATGAAGATCAGTGTGATGAGCTTATTGGAGCCACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAG 
CGAGACCCGCATCCTTAATTGCCAGCAGTACCCTTGTGGTAGCTGGGTACATTAGGGAGACTGCCGTGGC TAACACGGAGGAAGGAACGGGCAACGGTAGGTCAG 
TATGCCCCGAATGTGCTGGGCTACACGCGGGCTACAATGGCCGGGACAGTGGGACGCCACCCCGAGAGGGGGCGCTAATCTCCTAAACCCGGTCGTAGTTCGGAT 
TGCGGGCTGAAACCCGCCCGCATGAAGCTGGATTCGGTAGTAATCGCGTCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGC 
ACCCGAGTGAGGTCCGGATGAGGCCGTCGCACGACGGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGAT 
CACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTCCGACTAAGCCATGCGAGTCATGGGGCGCGCTCTGCGCGCACCG 
GCGGACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGCCTGAGGTACTGGAAGGTCCTCAGG 
CCGAAAGGGTCTTTGACCGCCCGAGGATGGGCCGGCGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGA 
GCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGCAACCGCGACGGGGGGACCCCCAGTGCCGTG 
GCATCGCCACGGCTTTTCCGGAGTGTAAAAAGCTCCGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCT 
ATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATACTGCGGGCCTTGGGACCGGGA 
GAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGACGAAG 
GCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGTGAGCTTCGAGCTCGCCCGGTGCCGAAGGGAAGCCG 
TTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCC 
GGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGT 
CCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCCCCAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGG 
AGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCGACCCCGAAAGGGGAAGGGAATCCCCTA 
AACCCGCCCCCAGTTCGGATCGCGGGCTGCAACTCGCCCGCGTGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTG 
CACACACCGCCCGTCACTCCACCCGAGCGGGGTCTGGATGAGGCCTGATCTCCCTTCGGGGAGGTCGGGTCGAGTCTGGGCTCCGTGAGGGGGGAGAAGTCGTAA 
CAAGGTAGCCGTAGGGGAACCTACGGCTCGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCCGGAGGTCATTG 
CTAGTGGAGTCCGATTTAGCCATGCTAGTTGCACGGGTTTAGACCCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTCTGGAGCGCAATAACCTCGGG 
AAACTGAGGCTAATGGCGCATACGGCTCGGCACCTGGAGTGGGCCGAGCTCGAAACGCTCCGGCGCCAGAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGG 
TAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAA 
CCTTTACACTGCACGCCAGTGCGATAAGGGGACTCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCTGGACCGTAAGGTGGTCCAGGAATAAGTGCTGGGCAAGA 
CCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGGCCGCTCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCGATCAAGTCCGTTGGGAAATCCGCAC 
GCCCAACGTGCGGGCGTCCGGTGGAAACTGATCGGCTTGGGACCGGAAGACCAGAGGGGTACGTCCGGTGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACC 
GGTTGCGAAAGCGCCTCTTGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTG 
CTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGG 
GGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAGTAGCAATGAAGGTCAGCCTGATGAGCTTACTGGA 
GCTACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAATACCCTT 
GTGGTAGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTAC 
AATGGCCGAGACAGTGGGATGCAACGCCGAGAGGCGACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGCGGACTGAAACTCGTCCGCATGAAGCTGGATTC 
GGTAGTAATCGCCGTTCAGAAGACGGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCCGGTTTCCGG 
GTCGAATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGTGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGTACGAGTTTAGACTCGTAGCAGA 
TAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCAGACAACCTCGGGAAACTGAGGCTAATCTGGAATAGGGCTCTCATCCTGGAGTGGAGAGAGCCTGAA 
ATGCTTCGGCGCCATAGGATGTGGCTGCGGCCGACTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAG 
ACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGTGCGATAAGGGGACTCCAAGTGVGAGGGCATATAG 
TCCTCGCTTTTTGCGACCGTAAGGTGGTCGCGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTGTTATT 
GGGCCTAAAGCGTCCGTAGCTGGCCGCGCAAGTCTATCGGGAAATCTCTCCGCTTAACGGAGAGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGACCAG 
AGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGG 
GTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGC 
AGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACAT 
CTCACCAGCATCGACAATGTGCAGTGACGGTCAGTGTGATGAGCTTACCTGAGCCATTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTG 
TTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAGGAAC 
GGGCAACAGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGC TACAATGGCCAAGACAGTGGGATGCAACGCCGAAAGGCGACGCTAATCTCCGAAAC 
TTGGTCGTAGTTCGGATTGAGGGTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACA 
CACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCTCGGTTTCCGGGTCGAATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGG 
AATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGAGGTCATTGCTATTGGAGTCCGATTTAG 
CCATGCTAGTCGCACGAGTTCAGACTCGTGGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATAGATCCGGCCAACCTCGGGAAACTGAGGCTAATCCGGA 
ATAACGCTTTCAGCCTGGAGTGGCGAGAGCGTGAAACGCTCCGGCGCTATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAG 
TAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCGAG 
TGCGATAAGGGGACTCCAGGTGCGAGGGCATATAGTCCTCGCTTTTCTCGACCGTAGGGAGGT TGAGGAACAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGG 
TAATACCGGCAGCACAAGTGATGACCGCTGTTATTGGGCCTAAAGCGTCCGTAGCTGGCCAGACAAGTTCATCGGGAAATCTGTGCGCCTAACGCACAGGCGTCC 
GGTGGAAACTGCCTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTG 


562080 Bacteria_16S 2494237 2494344 3 110 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

562080 Bacteria_16S 2495771 2495878 2 109 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

562080 Bacteria_16S 2510918 2511025 3 110 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

562080 Bacteria_16S 2512425 2512532 3 110 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
562080 Bacteria_16S 2552699 2552806 3 110 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

562080 Bacteria_16S 2554260 2554367 3 110 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

562080 Bacteria_16S 2641907 2642014 2 109 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

562080 Bacteria_16S 2662951 2663062 1 112 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

562080 Bacteria_16S 2670452 2670559 3 110 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

562080 Bacteria_16S 2692985 2693092 3 110 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

562080 Bacteria_16S 2716957 2717064 3 110 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
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562080 Bacteria_16S 2772433 2772540 3 110 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 2773968 2774075 3 110 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
562080 Bacteria_16S 2775506 2775613 3 110 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
562080 Bacteria_16S 2814597 2814704 3 110 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
562080 Bacteria_16S 2819156 2819263 3 110 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
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diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
562080 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


3368820 3368927 3 


Streptosporangium. 
3370316 3370423 3 


Streptosporangium. 
3371815 3371922 3 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3394505 3394612 3 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


3448283 3448390 3 


DSM 40445 16S ribosomal RNA, 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3484829 3484936 3 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3486396 3486503 3 


3491025 3491132 3 


DSM 40221 16S ribosomal RNA, 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3502931 3503038 3 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


Deltaproteobacteria; Desulfuromonadales; 


3641502 3641609 3 


3643027 3643134 3 


3644559 3644666 3 


3650615 3650722 2 


Gammaproteobacteria; Methylococcales; Methylococc 


3662893 3663000 3 


Proteobacteria; 
3796454 3796561 3 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliace 


3924385 3924492 3 


3925966 3926073 3 


3927546 3927653 3 


110 219846671 


sequence 


gi 
partial 


110 gi|219846670 


Actinobacteria; Actinobacteridae; Actinomycetales; 


110 219846669 


33709 


gi 


110 gi| 219846649 


110 219846611 


sequence 


gi 
complete 


110 gi|219846586 


110 gi| 219846585 
sequence 

Actinomyc 

110 gi| 219846582 
partial sequence 


110 gi| 219846574 


Geobacte 


110 219846478 


gi 


110 219846477 
sequence 


Actinomyc 


gi 


110 gi|219846476 
3643713 36451 
Streptomycinea 
gi|219846471 


3649747 36512 


109 


110 gi| 219846463 
sequenc 
Gammaproteobacteria; Alt 
110 gi| 219846366 
3795600 37970 

110 gi| 219846278 
complete seque 

Actinom 


110 219846277 


complete 


gi 


110 gi| 219846276 


Actinomycetales; 


Actinomycetales; 


Streptomycineae; 


Actinomycetales; 


Actinomycetales; 


NR_026263.1 
3368004 336944 


NR_026262.1 
3369499 337094 


ref|NR_026261.1 


ref|NR_026241.1 


ref|NR_026203.1 
3447437 344895 


ref|NR_026178.1 
99 Streptomyces 


ref|NR_026177.1 
3485550 348706 
etales; 


ref|NR_026166.1 
; Brevibacteriac 
ref|NR_026114.1 

3579840 358126 
Rhodospirillales 


ref |NR_026077.1 
raceae; Geobacte 
ref|NR_026070.1 

3640656 364213 
Strept 


ref|NR_026069.1 
3642181 364366 
etales; 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_025957.1 


ae; Colwellia. 


Streptosporangium 
8 Streptosporangium 


Streptosporangineae; 


Streptosporangium 
8 Streptosporangium 


Streptosporangineae; 


Streptosporangium 


99 3372445 Streptosporangium album 
Streptosporangineae; 


Streptosporangiaceae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 
Brevibacteriaceae; 


Brevibacterium. 
Streptomyces 
2 Streptomyces 


Streptomycineae; 


Streptomyces galbus 


galbus Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


rs 
Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Colwellia 

6 Colwellia 
lwelliaceae; Colwellia. 
Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


ref 
nce 
ycetales; 


NR_025868.1 
392352 
Strept 


ref|NR_025867.1 
sequence 392511 


ref|NR_025866.1 


complete sequence 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


3926691 392822 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


562080 Bacteria_16S 3929127 3929234 3 110 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
562080 Bacteria_16S 3983585 3983692 3 110 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

562080 Bacteria_16S 4010462 4010569 3 110 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

562080 Bacteria_16S 4061798 4061905 3 110 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
562080 Bacteria_16S 4113253 4113360 3 110 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

562080 Bacteria_16S 4120806 4120913 3 110 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
562080 Bacteria_16S 4195984 4196091 2 109 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
562080 Bacteria_16S 4201878 4201985 3 110 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 4203376 4203483 3 110 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
562080 Bacteria_16S 4217145 4217252 3 110 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

562080 Bacteria_16S 837 943 e) 109 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence i 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

562080 Bacteria_16S 2376 2482 3 109 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

562080 Bacteria_16S 46142 46248 3 109 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
562080 Bacteria_16S 69022 69128 3 109 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 72018 72124 3 109 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

562080 Bacteria_16S 73582 73688 3 109 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

562080 Bacteria_16S 79367 79473 3 109 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

562080 Bacteria_16S 82348 82454 3 109 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011  Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

562080 Bacteria_16S 94550 94660 1 111 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

562080 Bacteria_16S 103795 103901 3 109 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

562080 Bacteria_16S 108315 108421 3 109 gi|265678990|ref|NR_029298.1| Mycobacterium 


conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 


107522 108917 


Mycobacterium 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 


562080 Bacteria_16S 117617 117723 3 109 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 149351 149461 2 112 gi| 265678963 |ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

562080 Bacteria_16S 164771 164881 1 111 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

562080 Bacteria_16S 178443 178549 3 109 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

562080 Bacteria_16S 179921 180027 3 109 gi|265678943|ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

562080 Bacteria_16S 190716 190822 3 109 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

562080 Bacteria_16S 193736 193842 3 109 gi|265678934|ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; Methylobacter. 

562080 Bacteria_16S 195247 195353 
capsulatus strain 
Bacteria; Proteob 
562080 Bacteria_16S 
strain A30 16S ri 
Proteobacteria; G 
562080 Bacteria_16S 
strain 40 16S rib 
Proteobacteria; G 
562080 Bacteria_16S 
coprophilus strai 
coprophilus Bacte 
Rhodococcus. 
562080 Bacteria_16S 
proteoclasticum s 
proteoclasticum Bacteria; Firmicutes; 
562080 Bacteria_16S 285238 285344 
rhabdoformis stra 
Bacteria; Proteob 
562080 Bacteria_16S 
actinomycetemcomi 


196757 196863 


223035 223141 
osomal RNA, partial 


246016 246122 


271545 271655 


292892 292998 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 


train B316 16S ribosomal RNA, 


Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 


ammaproteobacteria; Vibrionales; Vibri 


n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 


Methylococcales; 


3 109 gi|265678933|ref|NR_029241.1| Methylococcus 
ence 194385 195842 Methylococcus capsulatus 
occales; Methylococcaceae; Methylococcus. 
3 109 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
195893 197354 Methylomicrobium agile Bacteria; 
ethylococcaceae; Methylomicrobium. 
3 109 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
sequence 222148 223631 Vibrio campbellii Bacteria; 
onaceae; Vibrio. 
3 109 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
equence 245166 246646 Rhodococcus 
Actinomycetales; Corynebacterineae; Nocardiaceae; 
1 111 gi| 265678879 |ref|NR_029185.1| Clostridium 
complete sequence 270671 272189 Clostridium 
Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
3 109 gi|265678870|ref|NR_029176.1| Desulfobulbus 
ence 284384 285824 Desulfobulbus rhabdoformis 
acterales; Desulfobulbaceae; Desulfobulbus. 
3 109 gi|265678865|ref|NR_029171.1| Aggregatibacter 
RNA, partial sequence 292013 293496 


tans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 
562080 Bacteria_16S 
strain F 628 16S 


297452 297558 


562080 Bacteria_16S 
strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 
562080 Bacteria_16S 
strain S-182 16S 
Firmicutes; Lactobacillales; 
562080 Bacteria_16S 356553 356663 
strain E-1-A 16S 
Proteobacteria; Alphaproteobacteria; 
562080 Bacteria_16S 370022 370128 
anticariensis str 
anticariensis Bac 
Halomonas. 

562080 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 
562080 Bacteria_16S 
asymbiotica subsp. 


334062 334168 
16S ribosomal RNA, 


340312 340422 


teria; 


372964 373074 


400549 400655 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


ribosomal RNA, partial sequence 


Proteobacteria; 


asteurellaceae; Aggregatibacter. 


3 109 gi 


29 


3 109 gi 
partial sequence 


acteria; Actinobacteridae; Actinomycet 


1 111 


gi 


ain FP35 16S ribosomal RNA, partial se 


rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


Pediococcus. 
2 112 gi| 265678818 |ref|NR_029123.1 
355741 357157 Sphingopyxis 

Sphingomonadales; Sphingomonadaceae; Sphingo 
3 109 gi| 265678808 |ref|NR_029113.1 
quence 369170 370614 
Gammaproteobacteria; Oceanospirillales; H 

2 112 gi| 265678806 |ref|NR_029111.1 
quence 372149 373610 

teria; Sphingomonadales; S 

3 109 gi| 265678788 |ref|NR_029093.1 


339450 34088 


265678862 
6587 29794 
nebacterin 
265678838 

33324 
ales; Cory 


265678831 


ref 


eae; 
ref 


neba 


ref 


9 Mycobacterium 


5 334704 Mycob 


NR_029168.1 


Mycobacteri 
NR_029143.1 
a 
M 


cterineae; 


NR_029136.1 


Proteobacteria; Gammaproteobacteria; 


Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Halomonas 
Halomonas 
alomonadaceae; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


australis strain 9802892 16S ribosomal RNA, partial sequence 


Photorhabdus 
399669 401215 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 


562080 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


562080 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


562080 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


562080 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


562080 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


562080 Bacteria_16S 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


562080 Bacteria_16S 


brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 


562080 Bacteria_16S 


boenickei strain 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


; Enterobacteriaceae; Photorhabdus. 

419128 419234 3 109 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
bosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

428432 428538 3 109 gi|265678769|ref|NR_029074.1| Corynebacterium 
in YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

434644 434750 3 109. gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

437771 437877 3 109 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
ain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

450007 450113 3 109 gi|265678755|ref|NR_029060.1| Saccharothrix 
ain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 

460695 460801 3 109 gi|265678744|ref|NR_029049.1| Amycolatopsis 
in NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

478921 479027 3 109 gi|265678732|ref|NR_029037.1| Mycobacterium 
n W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

480470 480576 3 109 gi|265678731|ref|NR_029036.1| Mycobacterium 

W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

Mycobacterium. 

562080 Bacteria_16S 486669 486775 3 109 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 

69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 

Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

562080 Bacteria_16S 488240 488346 3 109 gi| 265678726 |ref|NR_029031.1| Marinomonas 

ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 

Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

562080 Bacteria_16S 491374 491480 3 109 gi|265678724|ref|NR_029029.1| Halomonas organivorans 

strain G-16.1 16S ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

562080 Bacteria_16S 506747 506853 3 109 gi|265678714|ref|NR_029019.1| Pseudonocardia 

antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 

antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

Pseudonocardiaceae; Pseudonocardia. 

562080 Bacteria_16S 509778 509884 3 109 gi|265678712|ref|NR_029017.1| Corynebacterium 

caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 

caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 514252 514362 1 111 gi| 265678709 |ref|NR_029014.1| Lactobacillus rossiae 

strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

562080 Bacteria_16S 515718 515824 3 109 gi|265678708|ref|NR_029013.1| Reinekea 

marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 

marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

562080 Bacteria_16S 517281 517387 3 109 gi| 265678707 |ref|NR_029012.1| Photorhabdus 

luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 

Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

562080 Bacteria_16S 518846 518952 3 109 gi|265678706|ref|NR_029011.1| Photorhabdus 

luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 

luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

Enterobacteriaceae; Photorhabdus. 

562080 Bacteria_16S 523452 523558 3 109 gi|265678703|ref|NR_029008.1| Pseudonocardia 

benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Pseudonocardia. 


562080 Bacteria_16S 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 


524942 525048 3 109 gi 


265678702 


ref|NR_029007.1 


Corynebacterium 


524146 525550 Corynebacterium ciconiae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


562080 Bacteria_16S 
aerosaccus strain 
Proteob 


Bacteria; 


528035 528141 3 109 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
531063 531169 3 109 


265678700 


nadales; 
265678698 


52719 


M 


562080 Bacteria_16S gi 


strain FI-0169 16S ribosomal RNA, partial sequence 53 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Mycobacterium avium complex (MAC). 
562080 Bacteria_16S 538702 538808 3 
psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; Mycobacterium. 
562080 Bacteria_16S 546315 546421 
strain CIP 105566 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
562080 Bacteria_16S 547801 547907 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
562080 Bacteria_16S 
aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 
562080 Bacteria_16S 573739 573845 3 109 gi 
tuberculostearicum strain Medalle X 16S ribosomal RNA, 
tuberculostearicu: 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 575253 575359 3 109 
strain S-606 16S ribosomal RNA, partial sequence 
Proteobacteria; G 
562080 Bacteria_16S 
oleivorans strain 
Bacteria; Proteob 
562080 Bacteria_16S 579633 579739 3 109 gi 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 
glaucum Bacteria; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 587228 587334 3 109 
strain Iso-46 16S ribosomal RNA, partial sequence 
Proteobacteria; G 
562080 Bacteria_16S 
hassiacum strain 
Bacteria; Proteobacteria; Alphaproteobacteria; 
562080 Bacteria_16S 605247 605353 3 
impatiens strain 
Bacteria; Proteob 
Saccharospirillum. 
562080 Bacteria_16S 
appendicis strain 
appendicis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
562080 Bacteria_16S 612998 613104 3 
nivimaris strain 
Bacteria; Proteob 
562080 Bacteria_16S 616081 616187 3 109 
strain 289 16S ribosomal RNA, complete sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
562080 Bacteria_16S 617652 617758 3 109 gi 
holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 
562080 Bacteria_16S 
aurimucosum strai 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 625060 625166 3 109 
strain E846 16S ribosomal RNA, partial sequence 


109 gi 


3 109 gi 
partial sequence 

Enterobacteriales; 
3 109 gi 
acteria; Proteobacteria; 


552497 552603 3 109 gi 


gi 


578237 578343 3 109 gi 


gi 


593223 593333 2 112 


gi 


109 gi 


608302 608408 3 109 gi 


109 gi 


gi 


623504 623610 3 109 gi 


gi 


562080 Bacteria_16S 626619 626729 2 112 
strain GraTa 2 16S ribosomal RNA, partial sequence 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
562080 Bacteria_16S 628211 628317 3 109 
strain M1l 16S ribosomal RNA, partial sequence 


gi 


gi 


train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


train KMM 3635 16S ribosomal RNA, part 
Gammaproteoba 


613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


m Bacteria; Actinobacteria; Actinobact 
574450 57581 
ammaproteobacteria; Pseudomonadales; M 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
Actinobacteria; Actinobacteridae; Act 
586359 58785 
ammaproteobacteria; Pseudomonadales; M 


W-51 16S ribosomal RNA, partial sequen 
Sphingomonadales; 


EL-105 16S ribosomal RNA, partial sequ 


acteria; Gammaproteobacteria; Oceanosp 


IMMIB R-3491 16S ribosomal RNA, parti 


88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


615203 61674 


1406 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


n IMMIB D-1488 16S ribosomal RNA, part 


624219 62572 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


625776 62729 
Ilyoba 


0243 53169 
nebacterin 


265678693 
sequence 
dae; Actin 


265678688 

54547 
Enterobac 
265678687 
ial sequen 
cteria; Al 


265678684 
e 55170 
ales; Cory 


265678670 
partial se 
eridae; Ac 


265678669 


oraxellace 
265678667 
ence 57740 
irillales; 
265678666 
sequence 

inomycetal 


265678661 


oraxellace 
265678657 
ce 59240 


265678648 
ence 60442 
irillales; 


265678646 
al sequenc 
Actinomyce 


265678643 
ence 61213 
nadales; M 
265678641 


onaceae; V 
265678640 
nce 61679 
ales; Cory 


265678636 
ial sequen 
Actinomyc 


265678635 


nebacterin 
265678634 


cter. 


ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
NR_029003.1 
4 Mycobacterium 
eae; Mycobacteri 


ref 


ref |NR_028998.1 
537853 539333 
omycetales; Cory 


ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref |NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref |NR_028989.1 
3 553077 Coryne 
nebacterineae; C 


ref 
quen 
tino 


NR_028975.1 
ce 572888 
mycetales; C 


ref|NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028972.1 
5 578770 Thalas 
Thalassolituus 
ref|NR_028971.1 

578821 580286 
es; Corynebacter 


ref |NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref|NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref|/NR_028946.1 


ibrio. 
ref |NR_028945.1 
5 618320 Mycoba 
nebacterineae; M 


ref|NR_028941.1 
ce 622694 624168 
etales; Coryneba 


ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 
ref |NR_028939.1 


265678633 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 
nebacterineae; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Pseudoalteromonas 

Pseudoalteromonas 
seudoalteromonadaceae; 


Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Psychrobacter pulmonis 
pulmonis Bacteria; 
rs 

Thalassolituus 
solituus oleivorans 


Corynebacterium 
Corynebacterium 
ineae; 


Psychrobacter faecalis 
faecalis Bacteria; 

Tis 

Novosphingobium 
hingobium hassiacum 

e; Novosphingobium. 
Saccharospirillum 
rospirillum impatiens 
aceae; 


Corynebacterium 
Corynebacterium 
terineae; 


Psychrobacter 
obacter nivimaris 
ychrobacter. 

Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Corynebacterium 
Corynebacterium 
cterineae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


ref |NR_028938.1 


Morganella morganii 


627341 628842 Morganella morganii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 


562080 Bacteria_16S 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 63487 
Fusoba 


Fusobacteria; Fus 


562080 Bacteria_16S 
40M4T 16S ribosomal RNA, 
Gammaproteobacter 
562080 Bacteria_16S 
proteolyticus str 


proteolyticus Bac 
Psychrobacter. 


562080 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


562080 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; 
cloacae complex. 


562080 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


562080 Bacteria_16S 
16S ribosomal RNA, partial sequence 689459 69096 


strain DSM 30039 


G 


634235 634345 2 112 


gi 
obacteriales; Fusobacteriaceae; 
645058 645164 3 109 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


gi 


265678628 


cterium. 
265678621 


644174 645732 Vibri 


ref |NR_028933.1 
3 Fusobacterium 


Fusobacterium equinum 
equinum Bacteria; 


Vibrio lentus strain 
a; Proteobacteria; 


ref 
o le 


NR_028926.1 
ntus Bacteri 


655480 655586 3 109 gi|265678613|ref|NR_028918.1| Psychrobacter 
ain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

659991 660097 3 109 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 


ia; Pseudomonadales; Moraxellaceae; Moraxella. 
662985 663091 3 109 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
688776 688882 3 109 gi|265678590|ref|NR_028895.1| Desulfobacterium 
in NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 
690318 690424 3 109 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

562080 Bacteria_16S 691870 691976 3 109 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

562080 Bacteria_16S 709556 709662 3 109 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

562080 Bacteria_16S 711114 711220 3 109 gi| 265678575 |ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

562080 Bacteria_16S 712647 712753 3 109 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
562080 Bacteria_16S 714206 714312 3 109 gi|265678573|ref|NR_028878.1| Mycobacterium 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


562080 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


562080 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


562080 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


562080 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


562080 Bacteria_16S 


paurometabolica s 


Saccharomonospora paurometabolica Bacteria; Actinobacteria 


Pseudonocardineae 


562080 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


562080 Bacteria_16S 


strain YIM90005 1 
Actinobacteria; A 


E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


720428 720538 2 112 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


721952 722058 3 109 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723538 723644 3 109 gi 
laumondii strain TTO1 16S ribosomal 


gi 


Enterobacteriaceae; Photorhabdus. 
725121 725227 3 109 gi 
akhurstii strain FRGO4 16S ribosomal 


v 


; Enterobacteriaceae; Photorhabdus. 


740376 740482 3 109 gi 
train YIM 90007 16S ribosomal RNA, par 


; Pseudonocardiaceae; Saccharomonospor 


762138 762248 1 111 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
774452 774558 3 109 gi 


ctinobacteridae; Actinomycetales; Pseu 


562080 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


562080 Bacteria_16S 


strain J72 16S ri 
Actinobacteria; A 


777577 777683 3 109 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 


721087 72261 


6S ribosomal RNA, partial sequence 773630 77513 


71335 
Cory 


ce 
ales; 


265678568 
1 sequence 
eria; Caul 


265678567 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


265678554 
tial seque 


a. 
265678538 
quence 
illaceae; 
265678530 


donocardin 
265678528 
sequence 
dae; Actin 


789823 789929 3 109 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


9 714869 Mycobacterium botniense 


nebacterineae; Mycobacteriaceae; 
ref|NR_028872.1| Asticcacaulis 
719632 721036 Asticcacaulis 


obacterales; Caulobacteraceae; 


ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 
ref|NR_028870.1] Photorhabdus 

al sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ref 
ial 


NR_028869.1 
sequence 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 
nce 


NR_028858.1| Saccharomonospora 
739522 740995 
Actinobacteridae; Actinomycetales; 


v 


ref|NR_028842.1| Paenibacillus 
761257 762788 Paenibacillus 

Paenibacillus. 

ref|NR_028834.1| Prauserella alba 


2 Prauserella alba Bacteria; 
eae; Pseudonocardiaceae; Prauserella. 
ref |NR_028832.1| Gordonia 

776745 778221 Gordonia 
omycetales; Corynebacterineae; 


265678519 


ref |NR_028823.1| Gordonia sinesedis 


789013 790486 Gordonia sinesedis Bacteria; 
Corynebacterineae; Gordoniaceae; Gordonia. 


562080 Bacteria_16S 


montefiorense strain ATC 
montefiorense Bacteria; 


Mycobacteriaceae; 
562080 Bacteria_16S 


zijingensis strain 6330 
Bacteria; Actinobacteria 


Pseudonocardia. 
562080 Bacteria_16S 
strain 12993 16S 
Proteobacteria; 

562080 Bacteria_16S 


811319 811425 3 


815927 816033 3 


818891 818997 3 


820396 820502 3 


109 


109 


109 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


109 


strain 256 16S ribosomal RNA, partial sequence 


Proteobacteria; 
562080 Bacteria_16S 


haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 
haemoperoxidus Bacteria; 


562080 Bacteria_16S 


alkaliphilum strain 24 16S ribosomal RNA, partial sequence 


Bacteria; 
562080 Bacteria_16S 
strain CFBP 5236 
Proteobacteria; 

562080 Bacteria_16S 


singaporensis strain LX3 16S ribosomal RNA, partial sequence 
singaporensis Bacteria; 


Klebsiella. 
562080 Bacteria_16S 


831217 831327 2 


Firmicutes; 
841811 841917 3 


844875 844981 3 


849320 849426 3 
Proteobacteria; 


861468 861574 3 


111 


Lactobacillales; 


109 


109 


109 


Gammaproteobacteria; 


109 


strain K24 16S ribosomal RNA, partial sequence 


562080 Bacteria_16S 
strain AS4.0578 1 


562080 Bacteria_16S 
marinus subsp. pa 


877966 878072 3 


879414 879524 1 


109 


111 


gi 


C BAA-256 16S ribosomal RNA, pa 
Actinobacteria; Actinobacterida 
Mycobacterium. 


gi 


16S ribosomal RNA, partial sequence 81510 
; Actinobacteridae; Actinomycetales; 


gi 


818049 81950 


gi 


819558 82101 
Gammaproteobacteria; Enterobacteriales; 


gi 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


16S ribosomal RNA, partial sequence 844000 84550 
Gammaproteobacteria; Enterobacteriales; 


gi 


gi 


860647 86213 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


gi 


storis strain PCC 9511 16S ribosomal RNA, partia 


E 


265678505 


265678502 


265678500 


265678499 


265678492 


265678485 
84098 
265678483 


Enterobac 
265678480 


265678471 


265678460 


donocardin 
265678459 


rtial sequence 
e; Actinomycetales; 


Enterobacteri 


nterococcaceae; 


Enterobacteriales; 


ref|NR_028808.1 


810468 


ref|NR_028805.1 


ref |NR_028803.1 


ref|NR_028802.1 
aceae; 
ref|NR_028795.1 

830324 831835 


ref |NR_028788.1 


ref |NR_028786.1 
teriaceae; 
ref |NR_028783.1 
848542 849823 
E 


ref|NR_028774.1 
0 Amycolatopsis 


ref |NR_028763.1 
eae; Actinosynne 
ref |NR_028762.1 
1 sequence 


P 


Mycobacterium 
811984 Mycobacterium 


Corynebacterineae; 


Pseudonocardia 


9 816530 Pseudonocardia zijingensis 
Pseudonocardineae; 


seudonocardiaceae; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


Enterobacteriaceae; Kluyvera. 


Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 
Kluyvera. 


Enterococcus 
Enterococcus 


Enterococcus. 


Marinospirillum 


1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 
Samsonia. 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Amycolatopsis sacchari 
sacchari Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcaceae; 
562080 Bacteria_16S 
strain NRRL B-161 


Lentzea. 
562080 Bacteria_16S 
flava strain AS 4 


Saccharopolyspora. 
562080 Bacteria_16S 


singaporensis strain S'pore Tl 16S ribosomal RNA, parti 
singaporensis Bacteria; 


Desulforhopalus. 
562080 Bacteria_16S 
strain RE35F/1 16 


562080 Bacteria_16S 
xylanovorans strain 


xylanovorans Bacteria; 


562080 Bacteria_16S 


aerocolonigenes strain N 
aerocolonigenes Bacteria; 


Actinosynnemataceae; 
562080 Bacteria_16S 
pretiosum subsp. 


Actinomycetales; 
562080 Bacteria_16S 


strain IEGM 16S ribosoma 
Actinobacteria; Actinoba 


562080 Bacteria_16S 


pretios 
Actinosynnema pretiosum 
Pseudon 


Prochlorococcus. 
880973 881079 3 


888615 888721 3 


907020 907126 3 

Proteobacteria; 
908511 908621 2 
910082 910192 1 
HESP 


Firmicutes; 
913176 913282 3 


Lechevalieria. 
914734 914840 3 


917886 917992 3 


919451 919557 3 


109 


37 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


109 


-1520 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


109 


Deltaproteobact 


112 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


111 


1 16S ribosomal RNA, partial se 
Clostridia; 


109 


RRL B-3298 16S ribosomal RNA, p 
Actinobacteria; Actinobacteri 


109 


um strain C-15003 16S ribosomal 


109 


1 RNA, partial sequence 
cteridae; Actinomycetales; 


109 


strain 213E 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


562080 Bacteria_16S 


927236 927342 3 


109 


Clostrid 


gi 


gi 


gi 


gi 


907717 90916 
Sphingomonadales; 


qi 


gi 


gi 


gi 


917039 91855 


Cory 
gi 


918602 92011 


Cory 


265678458 

88012 
ales; Pseu 
265678452 
nce 88778 
ales; Pseu 


265678440 
al sequenc 
eria; Desu 


265678439 


Erythrobac 
265678438 
quence 

iales; Clo 
265678436 
artial seq 
dae; Actin 


265678435 
RNA, part 


; Actinosy 
265678433 


nebacterin 
265678432 


gi 


ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 


ref|NR_028754.1 
3 889225 Saccha 
donocardineae; P 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref|NR_028738.1 
uence 912332 
omycetales; Pseu 


ref 
ial 


NR_028737.1 
sequence 


nnema. 
ref|NR_028735.1 


eae; 


ref |NR_028734.1 


psychrophila strain LSv54 16S ribosomal RNA, partial sequence 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfotalea. 


Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Clostridium 
Clostridium 
stridium. 
Lechevalieria 

913840 Lechevalieria 
donocardineae; 


Actinosynnema 
13891 915394 


Oo 


subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
ocardineae; Actinosynnemataceae 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
Gordoniaceae; 


Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


nebacterineae; Gordoniaceae; Gordonia. 
265678427 |ref|NR_028729.1| Desulfotalea 
926361 927852 Desulfotalea 


562080 Bacteria_16S 
elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 
562080 Bacteria_16S 
strain Y9 16S rib 


562080 Bacteria_16S 
subsp. vallismort 
subsp. vallismort 
Salinivibrio. 
562080 Bacteria_16S 
strain CDC 2970-5 
Bacteria; Proteob 
562080 Bacteria_16S 
strain 167 16S ri 
Proteobacteria; G 
562080 Bacteria_16S 
strain I-75 16S r 
Proteobacteria; G 
562080 Bacteria_16S 
strain DO 14784 1 
Proteobacteria; G 
562080 Bacteria_16S 
strain ATCC 33433 
Proteobacteria; G 
562080 Bacteria_16S 
peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 
562080 Bacteria_16S 
strain OK-1 16S r 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
562080 Bacteria_16S 1011740 1011846 3 109 gi|265678370|ref|NR_028672.1 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 10123 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
562080 Bacteria_16S 1013235 1013341 3 109 gi| 265678369 |ref|NR_028671.1 
strain GP1l1 16S ribosomal RNA, partial sequence 1012401 10138 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
562080 Bacteria_16S 1014731 1014837 3 109 gi|265678368|ref|NR_028670.1 


199/55 16S ribosomal RNA, 


Gammaproteobacteria; 
562080 Bacteria_16S 
strain Ne 11 16S 
Proteobacteria; G 
562080 Bacteria_16S 
L-3 16S ribosomal 
Gammaproteobacteria; 
562080 Bacteria_16S 
strain IFM 10035 


562080 Bacteria_16S 
strain IFM 0784 1 


562080 Bacteria_16S 
strain IFM 0575 1 


562080 Bacteria_16S 
strain IFM 10084 


562080 Bacteria_16S 
strain YZ-96 16S 


562080 Bacteria_16S 
insulare strain K 
Bacteria; Proteob 
562080 Bacteria_16S 
strain IFM 0245 1 


562080 Bacteria_16S 


teria; 


ibosomal 


ribosoma 
ammaprot 


937942 938048 3 


964237 964343 3 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


965817 965923 3 
Proteobacteria; 


987209 987315 3 


988789 988895 3 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


990369 990475 3 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


991940 992046 3 


1004179 1004285 3 


1005703 1005809 3 
Proteobacteria; 


1010190 1010296 3 


partial sequence 
Pseudomonadales; Moraxel 
1016227 1016333 3 


eobacteria; 
1017724 1017830 3 


RNA, partial sequence 


Pseudomonadales; Moraxel 
1039165 1039271 3 


1040674 1040780 3 


1042212 1042318 3 


1043772 1043878 3 


1045328 1045434 3 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


1051479 1051585 3 


1052904 1053010 3 


1065109 1065215 3 


RNA, partial sequence 


1 RNA, partial sequence 
Pseudomonadales; 


109 gi 


109 gi 


109 gi 


is strain DV 16S ribosomal RNA, partia 
is Bacteria; 


9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 


265678420 


KMM 162 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria 


, 


265678402 


963457 96488 
nebacterin 


265678401 


Alteromo 


1 sequence 


ref|NR_028722.1 
937095 938588 
nadales; 


ref |NR_028704.1 
eae; 
ref |NR_028703.1 
964933 966480 


Pseudoa 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 
Nocardiacea 


e; Nocardia. 
Salinivibrio costicola 
Salinivibrio costicola 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 
109 gi| 265678386 |ref|NR_028688.1| Citrobacter murliniae 
986336 987865 Citrobacter murliniae 
Enterobacteriaceae; Citrobacter. 

109 gi| 265678385 |ref|NR_028687.1| Citrobacter braakii 

987916 989445 Citrobacter braakii Bacteria; 
Enterobacteriaceae; Citrobacter. 
109 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 


109 gi 


109 gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


109 gi 


ain F12-50-Al 16S ribosomal RNA, parti 
Gammaproteobact 


109 gi 


10 


1013897 1015342 Morax 
Mo 


laceae; 


109 gi 


10 


109 gi 


1016889 1018335 Morax 
Mo 


laceae; 


109 gi 


109 gi 
109 gi 
109 gi 
109 gi 


109 gi 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 


109 gi 


109 gi 


M 


989496 99101 
Enterobac 


265678383 


6S ribosomal RNA, partial sequence 991068 99256 
ammaproteobacteria; Enterobacteriales; 


265678375 


265678374 


265678371 
09316 10108 


raxella. 
265678367 
15393 10168 


265678366 


raxella. 
265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 
265678348 


1044481 10459 


nebacterin 
265678343 
10506 
irillales; 
265678342 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 
265678334 


primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 


Enterobac 


10033 
Enterobac 


al sequenc 
eria; Alte 


oraxellace 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref |NR_028673.1 


ella ovis Bacter 


ref|NR_028669.1 


Moraxella. 
NR_028668.1 
bovis Bacte 


ae; 
ref 
ella 
ref |NR_028654.1 
Nocardiacea 
ref |NR_028653.1 
Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_028645.1 
31 1052062 Marino 
Mar 
ref |NR_028644.1 


eae; Nocardiacea 


inospirillum. 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Kluyvera ascorbata 
ra ascorbata Bacteria; 


Kluyvera. 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Marinospirillum 
spirillum insulare 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 


ref |NR_028636.1 
1064282 106570 


Marinomonas 
0 Marinomonas 


GAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAGGCTA 
CGAGCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAG 
GAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAGTGTGCAGTGACAGTCAGTGTGATGAGCTTACTTGAGCCACTGAGAGGAGGTGC 
ATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACCCTTAATTGCCAGCAACACCCTTGTGGTGGTTGGGTACATT 
AAGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGTCGAGACAGTGGG 
ATGCAACGCCGAAAGGCGACGCTAATCTCCGAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCA 
GAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCCGGTTTCCGGGTCGAATCTGGGCTCCGC 
AAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATTG 
GGGTTCGATTAAGCCATGCAAGTCGAACGANNCTCTTCGGAGTGTCGTGGCAAACGGCTCAGTAACACGTGGATAACCTACCCTTAGGACTGGGATAACCCTGGG 
AAACTGGGGACAATACCAGATACATGGAGATGCCTGGAATGGTTCTCCACTTAAATGTTCCGACGCCTAAGGATGGATCTGCGGCCGATTAGGTAGTTGGTGGGG 
TCAAGGCCACCAAGGCCGGTGATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAA 
CCTCCGCAATGCACGCAAGTGCGACGGGGGGACCCCAAGTGCCACTCTTAACGGGGTGGCTTTTCTAGAGTGTAAAAAGCTTTAGGAATAAGAGCTGGGCAAGAC 
CGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTGGCCATTTTTATTGGGCCTAAAGCGTTCGTAGCCGGCTTGATAAGTCTTTGGTGAAATCCCGCAG 
CTTAACTGTGGGAATTGCTGGGGATACTATCAGGCTTGAGGTCGGGAGAGGTTAACGGTACTCCCAGGGTAGGGGTGAAATCCTATAATCCTGGGAGGACCACCT 
GTGGCGAAGGCGGCTAACTGGAACGAACCTGACGGTGAGTAACGAAAGCCAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGAC 
TTGGTGTTGGGATGGCTTCGAGCTGCTCCAGTGCCGAAGGGAAGCTGTTAAGTCCACCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGG 
GGAGCACCACAACGCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCCGTATGATAGCCAGGTTGATGACCTTGCTTGACA 
AGCTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCTCGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGATCCCTTTG 
GGGATGCCGGGCACACTAAGGGGACCGCCAGTGATAAAC TGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCTACACGCGGGCTACA 
ATGGCTGGGACAATGGGTTCCTACACCGAAAGGTGGCGGTAATCTCCTAAACCTAGTCTTAGTTCGGATTGAGGGCTGTAACTCGCCCTCATGAAGCTGGAATGC 
GTAGTAATCGCGTGTCATAACCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAAAGGGTTTGGATGAGGCCCCAATCTTTGT 
TGGTTGGGCTCGAATCTGGGTTCTTTGAGGAGGGCGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGCTATCGGTGTTCGACTAAGCCATGCGAGTCAAATGTTCTTCGTGAACATGGCGTACTGCTCAGTAACACGTGGA 
TAACCTGCCCTTAGGTCTGGCATAACCCCGGGAAACTGGGGATAATTCCGGATAGATCATGGATGCTGGAATGCACCGTGGTCGAAAGCTTTTGTGCCTAAGGAT 
GGGTCTGCGGTCTATCAGGTTGTAGTGGGTGTAACGTACCTACTAGCCTACGACGGATACGGGTTGTGGGAGCAAGAGCCCGGAGATGGATTCTGAGACATGAAT 
CCAGGCCCTACGGGGTGCAGCAGGCGCGAAAACTTTACAATGCGGGAAACCGCGATAAGGGGACACCGAGTGCCAGCATCCTATGTTGGCTGTCCATATGTATAA 
ATAACATGTGTTAGCAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCCCGAGTGGTGGCCACTATTATTGGGTCTAAAGGGTCCGTAGCC 
GGTTTGGTCAGTCTTCCGGGAAATCTGACGGCTTAACCGTTAGGCTTTCGGGGGATACTGCCAGGCTTGGGACCGGGAGAGGTAAGAGGTACTACGGGGGTAGGA 
GTGAAATCTTGTAATCCCTGTGGGACCACCAGTGGCGAAGGCGTCTTACCAGAACGGGTCCGACGGTGAGGGACGAAAGCTGGGGGCACGAACCGGATTAGATAC 
CCGGGTAGTCCCAGCCGTAAACTATGCTCGCTAGGTGTCAGGGACGGTGCGACCGTTTCTGGTGCCGTAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGT 
CGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACGGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGAAAACTCACCGGGGGCGACAGCAAT 
ATGTAGGTCAAGCTAAAGACTTTACCAGAATCGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGAC 
CCGTGCCCACTGTTGCCAGCATGTCCTTCGGGATGATGGGTACTCTGTGGGGACCGCCGATGCTAAATCGGAGGAAGGTGCGGGCTACGGTAGGTCAGTATGCCC 
CGAATCTCCCGGGCTACACGCGGGCTACAATGACTGGGACAATGGGCTCCTACCCCGAAAGGGGATGGTAATCTCATAAACCCAGCCTTAGTTCGGATCGAGGGC 
TGTAACCCGCCCTCGTGAAGCTGGAATCCGTAGTAATCGCGTTTCAACATAGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCACCCGAG 
TGAGGTATGGGTGAGGGCATAGACATTGTGCTGTGTTCGAACCTAAATTTTGCAAGGGGGGTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATC 
ACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACG 
AGTTCAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCGAATAACCTCGGGAAACTGAGGCTAATTCGGAATACGGCTCACCACCT 
GGAGTGGTGTGAGCCCGAAACGCTCCGGCGCCATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTG 
TGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGAAAGTGCGATAAGGGGACTC 
CAAGTGCGAGGGCATATAGTCCTCGCTTTTTGCGACCGTAAGGTGGTCGCGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACG 
AGTGATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCGTGCAAGTCCATCGGGAAATCCGCGCGCTTAACGCGCGGGCGTCCGGTGGAAACTGCATGG 
CTTGGGACCGGAAGACCAGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAAGACGGATCCGACG 
GTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGGCACAGGCTACGAGCCTGTGCTGTGC 
CGCAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAAT 
TGGACTCAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGAAAGTCAGGTTGATGACCTTACTGGAGCCATTGAGAGGAGGTGCATGGCCGCCGTCAGCT 
CGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAACACCTAGCGGTGGTTGGGTACATTAGGAGGACTGCCAGTGC 
CAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCGAGACAGTGGGATGCAACCCCGAAAGGG 
GGCGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATA 
CGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGACGCAACGTCGGTCGAATCTGGGCTCCGCAAGGGGGCTTAAGTC 
GTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGAGGCCATTGCTATC 
GGAGTCCGATTTAGCCATGCTAGTCGCACGGGTTTAGACCCGTGGCAAATAGCTCAGTAACACGTGGCCAAACTACCCTGTGGACGGAAATAACCTCGGGAAACT 
GAGGCTAATGTCCGATACGACTCGCCAGCTGGAGTGCGGCGAGTCGGAAACGTTGCGGCGCCACAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACG 
GCCCACCGTGCCCATAATCGGTACAGGTCATGAGAGTGAGAGCCTGGAGACGGTATCTGAGACAAGATGCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTT 
ACACTGCACGACAGTGCGATAGGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTGTGTACCGTAAGGTGGTACAGGAATAAGGGCTGGGCAAGACCGGT 
GCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGATGGCCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGCCAGACAAGTCTGTTGGGAAATCCACGCGCTCA 
ACGCGTGGACGTCCGGCGGAAACTGTCTGGCTTGGGGCCGGAAGATCTGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCGCCGGTGG 
CGAAAGCGCCTCAGAAAGACGGACCCGACGGTGAGGGACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGG 
TGTGCCGCAGGCTACGAGCCTGCGCTGTGCCGTAGGGAAGCCGTGAAGCGAGCCGCCTGGGAAGTACGTCTGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAG 
CACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCACCGACAATGTGCAGTGAAGGTCAGGTTGATGACCTTACTGGAGCCA 
TTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCTTAGTTGCCAGCAGCATCTTGCGAT 
GGCTGGGTACACTAGGAGGACTGCCGCTGCCAAAGCGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGG 
CCGGGACAGTGGGACGCCAGTCCGAGAGGACGCGCTAATCCCCGAAACCCGGTCGTAGTTCGGATTGAGGGCTGAAACCCGCCCTCATGAAGCTGGATTCGGTAG 
TAATCGCGTGTCAGAAGCGCGCGGTGAATCCGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGTCATGCGACGGTCA 
AATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTTTGATCCTGGCG 
GAGGCCACTGCTATTGGGGTTCGATTAAGCCATGCAAGTCGAACGATTCTTCGGAATCGTGGCAAACGGCTCAGTAACACGTGGATAACCTACCCTTAGGACTGG 
GATAACCCCGGGAAACTGGGGATAATACCGGATATGTAGTATTGCCTGGAATGGTTTTCTATTTAAAGCTCCGGCGCCTAAGGATGGATCTGCGGCTGATTAGGT 
AGTTGGTGGGGTAAAGGCCCACCAAGCCTGTGATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGAACCTGAGACAAGGTTCCAGGCCCTACGGGGCGCAG 
CAGGCGCGAAACCTCCGCAATGCACGCAAGTGCGACGGGGGAACCCCAAGTGCCACTCTTAACGGGGTGGCTTTTATGAAGTGTAAAAAGCTTTAAGAATAAGAG 
CTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTGGCCATTATTATTGGGCCTAAAGCGTTCGTAGCCGGCCTGATAAGTCTCTGGTG 
AAATCCCATAGCTTAACTGTGGGAATTGCTGGAGATACTATCAGGCTTGAGATCGGGAGAGGTTAGGGGTACTCCCAGGGTAGGGGTGAAATCCTATAATCCTGG 
GAGGACCACCTGTGGCGAAGGCGCCTAACTGGAACGAATCTGACGGTGAGTAACGAAAGCCAGGGGCGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAA 
ACGATGCGGACTTGGTGTTGGAATGGCTTCGAGCTGCTCCAGTGCCGAAGGGAAGCTGTTAAGTCCGCCGCCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAG 


562080 Bacteria_16S 
yabuuchiae strain A1-18 16S ribosomal RNA, partial sequence 10672 
Bacteria; Proteobacteria; Alphaproteobacteria; 
562080 Bacteria_16S 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 10731 
Bacteria; Proteobacteria; Alphaproteobacteria; 
562080 Bacteria_16S 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
tukisamuensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 
562080 Bacteria_16S 
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Proteobacteria; 


ATCC 35469 16S ri 
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562080 Bacteria_16S 


strain MBIC3157 1 


Gammapro 
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1073931 1074041 2 
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1111645 1111751 3 


6S ribosomal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; Moritellace 


1119178 1119284 3 
bosomal 
acteria; 
1134290 1134396 3 
CECT 59 
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e; Corynebacterium. 
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bosomal 


1141891 1142001 2 
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1153907 1154013 3 


112 
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RNA, partial sequence 
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RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
562080 Bacteria_16S 
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gi 


Sphingomonadales; 
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gi 
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1118333 11198 


gi 


90 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actinomycet 
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265678301 
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equence 
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253680762 


Sphi 
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ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028629.1 
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ref 
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ref|NR_028015.1 
133500 113488 
ales; Corynebact 
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ref|NR_028014.1 
96 Vibrio corall 
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ref|NR_028010.1 

1141076 114255 
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ref|NR_028008.1 
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e; Sphingomonas. 
Novosphingobium 
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e; Novosphingobium. 
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5 Rhodococcus 
bacterineae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 

Corynebacterium 
1 Corynebacterium 
erineae; 


Vibrio coralliilyticus 


iilyticus Bacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

562080 Bacteria_16S 1182795 1182905 1 111 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
562080 Bacteria_16S 1185752 1185858 3 109 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

562080 Bacteria_16S 1187263 1187369 3 109 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

562080 Bacteria_16S 1188774 1188880 3 109 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

562080 Bacteria_16S 1190285 1190391 3 109 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

562080 Bacteria_16S 1211570 1211676 3 109 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 


hydrothermalis Bacteria; 


Halomonas. 


562080 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; 


strain Eplumel 16 
Proteobacteria; 


strain Esulfidel 


Proteobacteria; G 


strain 13.4 16S r 


Proteobacteria; 


1213047 1213153 3 
ribosomal RNA, 


109 
partial sequence 


Gammaproteobacteria; Oceanospirillales; 
562080 Bacteria_16S 


1214540 1214646 3 109 
S ribosomal RNA, partial sequence 


Gammaproteobacteria; Oceanospirillales; 
562080 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 
ammaproteobacteria; Oceanospirillales; 
562080 Bacteria_16S 


1216020 1216126 3 109 


1246288 1246394 3 109 
ibosomal RNA, partial sequence 


Gammaproteobacteria; 


Oce 


gi| 224581437 
1212209 12136 


gi|224581436 
1213697 12151 
Halomonad 
224581404 


gi 


Halomonad 
gi|219857484 
1245479 12468 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


562080 Bacteria_16S 


strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 


562080 Bacteria_16S 


1250730 1250836 3 109 


1256723 1256829 3 109 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


219857412 
12499 
Cory 


gi 


gi| 219857144 


Halomonadaceae; 


anospirillales; 


ref |NR_027219.1 


ref|NR_027218.1 
aceae; 
ref|NR_027185.1 


aceae; Halomonas 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_025000.1 
18 1251238 Mycoba 
nebacterineae; M 


Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonas. 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonas. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


ref|NR_024772.1 


Corynebacterium 


efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


562080 Bacteria_16S 


562080 Bacteria_16S 


562080 Bacteria_16S 


562080 Bacteria_16S 


562080 Bacteria_16S 


562080 Bacteria_16S 


562080 Bacteria_16S 


Shewanella. 
562080 Bacteria_16S 


Bdellovibrio. 
562080 Bacteria_16S 


Pseudoalteromonas. 
562080 Bacteria_16S 


Saccharomonospora. 
562080 Bacteria_16S 


562080 Bacteria_16S 


562080 Bacteria_16S 


562080 Bacteria_16S 


562080 Bacteria_16S 


562080 Bacteria_16S 


562080 Bacteria_16S 


doudoroffii Bacteria; 


562080 Bacteria_16S 


562080 Bacteria_16S 


Psychrobacter. 
562080 Bacteria_16S 


Fusobacterium. 
562080 Bacteria_16S 


1258236 1258342 3 
strain A431 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
1262673 1262779 3 
strain CBS 107.95 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
1326313 1326419 3 

YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
1343136 1343242 3 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferri 
Proteobacteria; Gammaproteobacteria; Alteromonadales; F 
1350824 1350930 3 

DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
1371878 1371984 3 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial seq 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lent 
1385486 1385592 3 
denitrificans strain 0S217 16S ribosomal RNA, partial s 
denitrificans O0S217 Bacteria; 


1257400 12588 


1325499 13269 
nebacterin 


monas balearica 
errimonada 


1349993 13514 


isphaerace 


Proteobacteria; eobacteria 
1389985 1390091 3 
bacteriovorus strain HD 100 16S ribosomal RNA, partial 
bacteriovorus HD100 Bacteria; Proteobacteria; eobacteria 
1403392 1403498 3 
ulvae strain UL12 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 


1416930 1417036 3 
glauca strain K62 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet donocardineae; P 
1423076 1423182 3 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
1430824 1430930 3 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
1440075 1440181 3 
strain LM 036 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
1443183 1443289 3 
strain M2000/95/1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteure 
1446236 1446342 3 
strain R7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
1450735 1450841 3 
spheniscorum strain PG 39 16S ribosomal RNA, partial se 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae 
Corynebacteriaceae; Corynebacterium. 
1455285 1455391 3 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial 
Gammaproteobacter 


Moraxellaceae; Ps 


eae; Phocoenobac 


eae; Actinosynne 


ae; Psychrobacte 


cetales; Coryneb 


Proteobacteria; 
1459617 1459723 3 
strain SK-1T 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
1470333 1470439 3 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partia 
pacificensis Bacteria; 


nadales; Aeromon 


1 sequence 


Proteobacteria; Gammaproteobacte omonadales; Mora 
1482524 1482634 2 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial 


nucleatum subsp. vincentii ATCC 49256 Bacteria; 


sequence 148170 
obacteriales; Fu 


ref|NR_024632.1 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


ibrio. 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_025726.1 
44 Nocardia alba 


eae; Nocardiacea 


ref |NR_027602.1 


ceae; Ferrimonas 
ref|NR_027594.1 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Nocardia alba strain 
Bacteria; 

e; Nocardia. 

Ferrimonas balearica 

DSM 9799 Bacteria; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


nebacterineae; G 


ref|NR_027571.1 
1371035 137251 
ae; Lentisphaera 
ref|NR_027556.1 
1384632 138613 
; Alteromonadale 


ref|NR_027553.1 
1389197 139049 
; Bdellovibriona 


ref |NR_025032.1 
05 1403959 Pseudo 


seudoalteromonad 


ref|NR_027229.1 
93 1417582 Saccha 
ref|NR_027225.1 
15 1423690 Psychr 


ref|NR_027217.1 


ordoniaceae; Gordonia. 
Lentisphaera araneosa 
2 Lentisphaera araneosa 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Psychrobacter 
obacter maritimus 
ychrobacter. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ref |NR_027210.1 


ter. 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


ref|NR_027207.1 
29 1443825 Actino 


mataceae; Lentzea. 


Actinobacillus scotiae 


bacillus scotiae 


steurellaceae; Actinobacillus. 


ref|NR_027204.1 
81 Psychrobacter 


ref|NR_027201.1 


Psychrobacter arenosus 
arenosus Bacteria; 
rs 


1449903 145131 
ref |NR_027198.1 
1454432 145591 


ref|NR_027194.1 


ref|NR_027187.1 
1469465 147099 


ref |NR_025290.1 


1490124 1490230 3 
strain IBS G15036 16S ribosomal RNA, partial sequence 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Oceanimonas 
5 Oceanimonas 


adaceae; Oceanimonas. 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


teriaceae; Xenorhabdus. 


Psychrobacter 
0 Psychrobacter 


xellaceae; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


ref |NR_026539.1 


Corynebacterium durum 


1489276 1490698 Corynebacterium durum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


562080 Bacteria_16S 
9187 strain TA 4r 
Bacteria; 
562080 Bacteria_16S 

saccharolyticum subsp. 


1496071 1496177 3 
16S ribosomal RNA, 


1497598 1497704 3 


Halanaerobiales; Halanaerobiaceae; 


562080 Bacteria_16S 1512509 1512615 3 


109 


complete sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


109 


saccharolyticum strain DSM 6643 
1498218 Halanaerobium saccharolyticum subsp. 
Halanaerobium. 


109 


strain 8025 16S ribosomal RNA, partial sequence 


562080 Bacteria_16S 1521491 1521597 3 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
562080 Bacteria_16S 

texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
562080 Bacteria_16S 


1536708 1536814 3 


Saccharothrix. 
1539831 1539937 3 


strain NRRL B-16238 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


562080 Bacteria_16S 1541380 1541486 3 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 154204 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; Actinokineospora. 
562080 Bacteria_16S 1542940 1543046 3 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
562080 Bacteria_16S 
strain ATCC 29914 


Actinokineospora. 
1553444 1553550 3 


562080 Bacteria_16S 1560860 1560966 3 


109 


109 


NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


109 


109 


109 


NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


109 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


109 


gi|219846691 


gi|219846665 


gi|219878127 


1511717 15130 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


gi|219857610 


gi|219857378 


gi| 219857376 


gi| 219857375 


gi| 219857374 


gi|219857220 


gi|219846147 


canariasense strain 502329 16S ribosomal RNA, partial sequence 


canariasense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
562080 Bacteria_16S 1563794 1563900 3 


pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
562080 Bacteria_16S 1574357 1574463 3 
strain MK27-91F2 


562080 Bacteria_16S 1575882 1575988 3 


109 


109 


109 


gi| 219846103 


gi|219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi| 219856867 


strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 


562080 Bacteria_16S 1608203 1608309 3 


109 


gi|219878471 


decolorationis strain S12 16S ribosomal RNA, partial sequence 


decolorationis Bacteria; 
Shewanella. 
562080 Bacteria_16S 
strain IBS S6874 


1646043 1646149 3 


562080 Bacteria_16S 1658187 1658293 3 


CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


1659742 1659848 3 
ribosomal RNA, partial 


562080 Bacteria_16S 
strain 75-80 16S 


562080 Bacteria_16S 1662803 1662909 3 


Proteobacteria; 


109 


109 


109 


sequence 


109 


Gammaproteobac 


gi|219878446 


16S ribosomal RNA, partial sequence 1645204 16466 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


gi|219878436 


gi|219878435 
1658880 16603 


gi|219878433 


philippinense strain A 80407 16S ribosomal RNA, partial sequence 


philippinense Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Kibdelosporangium. 
562080 Bacteria_16S 1664343 1664449 3 
aridum subsp. 

Kibdelosporangium aridum subsp. 
Actinomycetales; Pseudonocardineae; 
562080 Bacteria_16S 


1665867 1665973 3 


albatum strain R 761-7 16S ribosomal RNA, partial sequence 


109 


largum strain SKF-AAD-609 16S ribosomal R 


gi|219878432 


14952 


16S ribosomal 
saccharolyticum Bacteria; 


Actinomycetales; 


Actinomycetales; 


sequence 1542095 154360 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


teria; Alteromonadales; 


Actinomycetales; 


NA, partial sequence 


ref|NR_026283.1 


ref|NR_026257.1 


RNA, 
ref 


NR_025266.1 


ref |NR_025199.1 


ref|NR_024966.1 


sequence 1535864 153737 
Actinomycetales; 


ref|NR_024964.1 


ref|NR_024963.1 


ref|NR_024962.1 


ref|NR_024848.1 


ref |NR_025737.1 
1560055 156148 


ref |NR_025693.1 


156296 


ref |NR_024687.1 


Actinosynne 
NR_024686.1 


ref 


Actinosynne 
ref|NR_025610.1 

1607365 160881 
Sh 
ref|NR_025585.1 


Aeromonas. 


ref|NR_025575.1 


ref|NR_025574.1 


ref|NR_025572.1 
1661967 166345 
Pseudo 


ref|NR_025571.1 


complete sequence 
Firmicutes; 


Pseudonoc 


Provi 


Pseudon 


Tolumonas auensis DSM 


67 1496682 Tolumonas auensis DSM 9187 


Aeromonadaceae; Tolumonas. 


Halanaerobium 
1496733 
Clostridia; 


Histophilus somni 


77 Histophilus somni Bacteria; 
Histophilus. 


Nocardia 
6 Nocardia 


Corynebacterineae; 


Saccharothrix 
5 Saccharothrix 


Pseudonocardineae; 


Crossiella cryophila 


1538986 1540484 Crossiella cryophila Bacteria; 
Pseudonocardiaceae; 


Crossiella. 
Actinokineospora 
4 Actinokineospora 


Pseudonocardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Providencia stuartii 


1552580 1554073 Providencia stuartii Bacteria; 


dencia. 
Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


mataceae; Lentzea. 
Shewanella 

2 Shewanella 
ewanellaceae; 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 
omonadaceae; 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


109 


Pseudonocardiaceae; Kibdelosporangium. 


gi|219878431 


ref|NR_025570.1 


Kibdelosporangium 


1665031 1666519 Kibdelosporangium albatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Kibdelosporangium. 


562080 Bacteria_16S 
strain Albert 199 
G 
562080 Bacteria_16S 
strain 888-76 16S 
G 
562080 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 
562080 Bacteria_16S 
balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 
562080 Bacteria_16S 
keratiniphila sub 


Proteobacteria; 


Proteobacteria; 


1667422 1667528 3 109 


gi 
ammaproteobacteria; Enterobacteriales; 
1672027 1672133 3 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1673436 1673542 3 109 gi 


e; Amycolatopsis. 


1674959 1675065 3 109 


gi 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


1676458 1676564 3 109 


gi 


82 16S ribosomal RNA, partial sequence 


rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 


n DSM 44591 16S ribosomal RNA, partial 


sp. nogabecina strain DSM 44586 16S ri 


219878430 

16665 
Enterobac 

219878427 


1671187 16725 


Enterobac 
219878426 
al sequenc 
ae; Actino 


’ 


219878425 
sequence 
Actinomyc 


219878424 
bosomal RN. 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Escherichia. 
ref|NR_025566.1| Enterobacter cowanii 
48 Enterobacter cowanii Bacteria; 
teriaceae; Enterobacter. 
ref|NR_025565.1| Amycolatopsis 

e 1672599 1674076 Amycolatopsis 
mycetales; Pseudonocardineae; 


Escherichia albertii 
ichia albertii Bacteria; 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


ref 
A, Pp 


NR_025563.1 
artial seque 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


562080 Bacteria_16S 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
562080 Bacteria_16S 


strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 


562080 Bacteria_16S 
CAIM 578 16S ribo 
Gammaproteobacter 
562080 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; 


Corynebacterium. 


562080 Bacteria_16S 
strain NF1l1 16S r 
G 
562080 Bacteria_16S 
strain NF23 16S r 
G 


Proteobacteria; 


Proteobacteria; 


strain DSM 44222 


strain DSM 44515 


moriokaense Bacte 
Mycobacteriaceae; 


562080 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


562080 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


562080 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 


Pseudoalteromonas. 
562080 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; 


562080 Bacteria_16S 


strain SPR2 16S r 


G 


G 
562080 Bacteria_16S 


G 


Pseudonocardineae; Pseudonocardiaceae; 
1677975 1678081 3 109 gi 


ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


1679496 1679602 3 109 


gi 


17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1699458 1699564 3 109 


gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1701007 1701113 3 109 gi 
S ribosomal RNA, partial sequence 


1710146 1710252 3 109 


gi 


1722358 1722464 3 109 
ibosomal RNA, partial sequence 


gi 


1723899 1724005 3 109 
ibosomal RNA, partial sequence 


gi 


1728360 1728466 3 109 


gi 


1729896 1730002 3 109 


gi 


1731409 1731515 3 109 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1732955 1733065 1 111 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1737513 1737619 3 109 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1742119 1742225 3 109 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


gi 


, 
mM. 


1754310 1754416 3 109 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1755870 1755976 3 109 


gi 


ammaproteobacteria; Oceanospirillales; 


1758965 1759071 3 109 gi 
ibosomal RNA, partial sequence 


n DSM 44594 16S ribosomal RNA, partial 


2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Amycolato 

219878423 
sequence 

Actinomyc 


219878422 
16786 
Pseu 


ales; 


219878408 


somal RNA, partial sequence 1698596 1700102 Vibri 


219878407 


1700153 17016 
ammaproteobacteria; Alteromonadales; Alt 
562080 Bacteria_16S 
atypicum strain R 
Bacteria; Actinob 


eromonad 
219878401 
ce 17093 
ales; Cory 


219878393 


1721510 17230 
ammaproteobacteria; Pseudomonadales; M 


oraxellace 
219878392 


1723051 17245 
ammaproteobacteria; Pseudomonadales; M 
562080 Bacteria_16S 


oraxellace 
219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
562080 Bacteria_16S 


nebacterin 
219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
562080 Bacteria_16S 
moriokaense strai 


nebacterin 

219878387 
sequence 

Actinomyc 


219878386 


1732113 17335 


Butyrivib 
219878383 


1736673 17381 


Oo 
219878379 
quence 
Aeromonad 


219878370 
equence 
ia; Altero 


219878369 


6S ribosomal RNA, partial sequence 1755010 17565 


Halomonad 
219878366 


leispira. 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


ref 
° po 


NR_025547.1 
meroyi Bacte 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


ref|NR_025546.1| Glaciecola mesophila 
51 Glaciecola mesophila Bacteria; 
aceae; Glaciecola. 

ref|NR_025540.1| Corynebacterium 

12 1710793 Corynebacterium atypicum 
nebacterineae; Corynebacteriaceae; 


ref |NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


Psychrobacter luti 
luti Bacteria; 
rs 
Psychrobacter 
fozii Bacteria; 
rs 
Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 
Mycobacterium agri 
agri Bacteria; 

aceae; Mycobacterium. 
Mycobacterium 

2 Mycobacterium 
cterineae; 


fozii 


ref|NR_025525.1 
87 Butyrivibrio 
rio. 
ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 


Butyrivibrio hungatei 
hungatei Bacteria; 


ref|NR_025518.1 
1741287 174278 
ales; Succinivib 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


’ 


ref|NR_025509.1 
1753455 175495 
monadales; Pseud 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 

aceae; Halomonas. 
ref|NR_025505.1 


Gordonia sihwensis 


1758120 1759618 Gordonia sihwensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


562080 Bacteria_ 
strain LMG 20362 
Proteobacteria; 

562080 Bacteria_ 
strain 
Proteobacteria; 
562080 Bacteria_ 


R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


562080 Bacteria_ 


LMG 19999 16S rib 
G 


Proteobacteria; 
562080 Bacteria_ 


15052 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


562080 Bacteria_ 
strain LMG 20546 
Proteobacteria; 

562080 Bacteria_ 
strain LMG 20536 
Proteobacteria; 

562080 Bacteria_ 


strain Kb2 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


562080 Bacteria_ 


aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 


562080 Bacteria_ 
marincola strain 


marincola Bacteri 


562080 Bacteria_ 


submarinus strain 
submarinus Bacter 


562080 Bacteria_ 


strain VenChi2 16 
Fus 


Fusobacteria; 
562080 Bacteria_ 


livingstonensis s 
livingstonensis B 


Shewanella. 


562080 Bacteria_16S 


capitovis strain 


capitovis Bacteri 
Corynebacteriacea 
562080 Bacteria_16S 
testudinoris stra 


G 


LMG 2096 
G 


G 


G 


16S 1776892 1776998 3 109 gi 
ammaproteobacteria; Vibrionales; Vibri 
16S 1784437 1784543 3 109 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


16S 1792000 1792106 3 109 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 1793474 1793580 3 109 
osomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
16S 1795029 1795135 3 109 


ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 1796514 1796620 3 109 
ammaproteobacteria; Vibrionales; Vibri 
16S 1798068 1798174 3 109 gi 
ammaproteobacteria; Vibrionales; Vibri 
16S 1810342 1810448 3 109 gi 
bosomal RNA, partial sequence 


16S 1816482 1816588 3 109 gi 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


16S 1825745 1825851 3 109 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
16S 1827223 1827329 3 109 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
16S 1831741 1831851 2 112 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
16S 1847070 1847176 3 109 gi 
train NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


1856092 1856198 3 109 gi 
CCUG 39779 16S ribosomal RNA, partial 


e; Corynebacterium. 
1859059 1859165 3 109 gi 
in CCUG 41823 16S ribosomal RNA, parti 


16S ribosomal RNA, partial sequence 1776030 17774 


1791138 1792572 Vibri 


16S ribosomal RNA, partial sequence 1795652 17971 


16S ribosomal RNA, partial sequence 1797206 17986 


al 


ue 


v 


qu 
a; 


1830898 18324 
ct 


se 
ct 


se 
a; Actinobacteria; Actinobacteridae; Act 


al 


219878352 


es; Pseu 
219878319 
nce 
Pseudomo 
219878318 
ence 


219878315 


er. 
219878304 
quence 

eria; Al 


219878297 
quence 
inomycet 


219878295 
sequenc 


Pseudomonad 


ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 


onaceae; Vibrio. 
219878347|ref|NR_025486.1| Halomonas muralis 
1783587 1785079 Halomonas muralis Bacteria; 
Halomonadaceae; Halomonas. 
219878341|ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 


gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
1792623 1794116 Vibrio pacinii Bacteria; 
onaceae; Vibrio. 
gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


onaceae; Vibrio. 
219878337|ref|NR_025476.1| Vibrio neptunius 

73 Vibrio neptunius Bacteria; 
onaceae; Vibrio. 
219878329|ref|NR_025468.1| Gordonia westfalica 

1809512 1810989 Gordonia westfalica Bacteria; 

nebacterineae; Gordoniaceae; Gordonia. 
219878325|ref|NR_025464.1| Kibdelosporangium 
ence 1815646 1817129 Kibdelosporangium aridum 


donocardineae; Pseudonocardiaceae; 
ref |NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 


1826365 182779 


Psychrobacter 
4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 
2 Psychrobacter 
ales; Moraxellaceae; Psychrobacter. 
ref|NR_025454.1| Ilyobacter insuetus 
07 Ilyobacter insuetus Bacteria; 


ref|NR_025443.1 
1846218 184771 
teromonadales; S 


Shewanella 
2 Shewanella 
hewanellaceae; 


ref|NR_025436.1 

1855266 185659 
ales; Corynebact 
ref|NR_025434.1 
e 1858220 185970 


Corynebacterium 
9 Corynebacterium 
erineae; 


Corynebacterium 
1 Corynebacterium 


testudinoris Bact 
Corynebacteriacea 
562080 Bacteria_16S 
stellipolaris str 
stellipolaris Bac 


Alteromonas. 


562080 Bacteria_16S 
israelensis strai 
Proteob 
562080 Bacteria_16S 
canadensis strain 
canadensis Bacter 


Bacteria; 


Chromohalobacter. 


562080 Bacteria_16S 


strain LMG 21857 
Proteobacteria; 


Proteobacteria; 


halophila strain 


halophila Bacteri 
Pseudonocardiacea 
562080 Bacteria_16S 


G 


eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1860592 1860698 3 109 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1863640 1863746 3 109 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865222 1865328 3 109 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 
1869753 1869859 3 


109 gi 


1875842 1875948 3 109 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1886766 1886872 3 109 gi 
DSM 44411 16S ribosomal RNA, partial s 


gi 


e; Saccharomonospora. 


1918381 1918491 1 


111 gi 


’ 


al 
er 


nce 
Le 


a; 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 
562080 Bacteria_16S 
strain HK85 16S r 
G 
562080 Bacteria_16S 


1874987 18764 
st 


equence 
a; Actinobacteria; Actinobacteridae; Act 


Actinomy 


219878294 
sequenc 
ia; Alte 


219878292 
e 18627 
illales; 
219878291 
sequence 
Oceanos 


219878288 


eromonad 
219878284 


eurellac 
219878274 


inomycet 


cetales; Corynebacterineae; 
Alteromonas 
3 Alteromonas 
eromonadaceae; 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
NR_025430.1] Chromohalobacter 
1864353 1865884 Chromohalobacter 
pirillales; Halomonadaceae; 


, 


ref|NR_025427.1| Glaciecola polaris 

93 Glaciecola polaris Bacteria; 

aceae; Glaciecola. 

ref|NR_025423.1| Haemophilus pittmaniae 

54 Haemophilus pittmaniae Bacteria; 

eae; Haemophilus. 

ref|NR_025413.1 
1885917 188742 


ales; Pseudonoca 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


219878249 


ref|NR_025388.1| Pediococcus inopinatus 


strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 


Firmicutes; 


Lactobacillales; 


Lactobacillaceae; 


Pediococcus. 


562080 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 
562080 Bacteria_16S 
albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 
562080 Bacteria_16S 
strain 2674 16S r 
G 
562080 Bacteria_16S 
strain 2693 16S r 
G 
562080 Bacteria_16S 
spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 
562080 Bacteria_16S 
auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 
562080 Bacteria_16S 
strain EDIV 16S r 
Proteobacteria; Alphaproteobacteria; 
562080 Bacteria_16S 
strain 95Al1 16S r 
G 
562080 Bacteria_16S 
strain DSM 5000 1 
G 
562080 Bacteria_16S 
proteamaculans st 
proteamaculans Ba 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Serratia. 


562080 Bacteria_16S 


strain DSM 30063 
Proteobacteria; 


strain DSM 4576 1 
Proteobacteria; 


strain DSM 12358 
Proteobacteria; 


strain DSM 4594 1 
Proteobacteria; 


strain DSM 30118 
Proteobacteria; 


proteus strain 42 
Bacteria; Proteob 


562080 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


1 


strain Eb 13/82 1 
Proteobacteria; 


strain $3/2-161 1 
Proteobacteria; G 


562080 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


G 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pr 
Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; E 
1990150 1990256 3 109 gi 
rain DSM 4543 16S ribosomal RNA, parti 


cteria; Proteobacteria; Gammaproteobac 


al 
te 
1991698 1991804 3 


109 gi 


ammaproteobacteria; Enterobacteriales; E 


1993241 1993347 3 109 gi 


ammaproteobacteria; Enterobacteriales; 
1994789 1994895 3 109 gi 


E 


ammaproteobacteria; Enterobacteriales; 
1996324 1996430 3 109 gi 


E 


ammaproteobacteria; Enterobacteriales; 
1997869 1997975 3 109 gi 


E 


ammaproteobacteria; Enterobacteriales; E 


1999408 1999514 3 109 gi 


ea 
2000942 2001048 3 109 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2002478 2002584 3 109 gi 


Ct 


6S ribosomal RNA, partial sequence 2001636 20 


ammaproteobacteria; Enterobacteriales; 
2004010 2004116 3 109 gi 


E 


6S ribosomal RNA, partial sequence 2003168 20 


ammaproteobacteria; Enterobacteriales; E 


2005555 2005661 3 109 gi 


6S ribosomal RNA, partial sequence 2004699 20 


ammaproteobacteria; Enterobacteriales; 
2007101 2007207 3 109 gi 


E 


ammaproteobacteria; Enterobacteriales; E 


16S ribosomal RNA, partial sequence 1997016 19 


ntero 


sequ 
ria; 


ntero 


ntero 


ntero 


ntero 


ntero 


e; Pr 


20 


erial 


ntero 


ntero 


ntero 


ntero 


562080 Bacteria_16S 


2008645 2008751 3 109 gi 


6S ribosomal RNA, partial sequence 1987760 19892 


bac 


219878202 


enc 


Ent 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 


bac 


219878200 
6S ribosomal RNA, partial sequence 1992387 19938 


bac 


219878199 
16S ribosomal RNA, partial sequence 1993927 19954 


bac 


219878198 
6S ribosomal RNA, partial sequence 1995493 19969 


bac 


219878197 


985 
bac 


219878196 


agi 
agi 


219878195 


000 


es; 


219878194 


031 
bac 


219878193 


046 
bac 


219878192 


061 
bac 


219878191 
6S ribosomal RNA, partial sequence 2006247 20 


077 
bac 


219878190 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


1924460 1924566 3 109 gi|219878245|ref|NR_025384.1| Pseudonocardia 
n LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Pseudonocardia. 

1926021 1926127 3 109 gi|219878244|ref|NR_025383.1| Amycolatopsis 
in IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

1929131 1929237 3 109 gi|219878242|ref|NR_025381.1| Moritella profunda 
ibosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1930667 1930773 3 109 gi|219878241|ref|NR_025380.1| Moritella abyssi 
ibosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1950449 1950555 3 109 gi|219878228|ref|NR_025367.1| Pseudonocardia 
in LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 

1953470 1953576 3 109 gi|219878226|ref|NR_025365.1| Corynebacterium 

CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 

ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

1956367 1956477 2 112 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
ibosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 

Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

1962527 1962633 3 109 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
ibosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

1988602 1988708 3 109 gi|219878203|ref|NR_025342.1| Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 
36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 
ref|NR_025339.1| Serratia fonticola 
76 Serratia fonticola Bacteria; 
teriaceae; Serratia. 
ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 
ref|NR_025337.1| Rahnella aquatilis 
65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 
ref |NR_025336.1| Proteus vulgaris 
10 Proteus vulgaris Bacteria; 
teriaceae; Proteus. 
ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 
a. 
ref |NR_025334.1| Obesumbacterium 
96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 
ref |NR_025332.1| Budvicia aquatica 
48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref |NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 


562080 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
562080 Bacteria_16S 
strain ATCC 15260 


562080 Bacteria_16S 
strain LMG 317541 
Proteobacteria; 
562080 Bacteria_16S 
carotovorum subsp. 


Enterobacteriales; 
562080 Bacteria_16S 
variabile strain 


Corynebacteriaceae; 
562080 Bacteria_16S 


simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
562080 Bacteria_16S 
elephantis strain 


2010204 2010310 3 


2016169 2016279 2 


2026633 2026739 3 


2028076 2028182 3 


2031024 2031130 3 


Corynebacterium. 


2037113 2037219 3 


2052727 2052833 3 


109 


112 


109 


109 


gi 


6S ribosomal RNA, partial sequence 2009346 20 
Gammaproteobacteria; Enterobacteriales; 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


gi 


Pectobacterium. 


109 


109 


109 


gi 


DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


DSM 44368 16S ribosomal RNA, partial 


elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
562080 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
562080 Bacteria_16S 


Mycobacterium. 


2090818 2090924 3 


2092360 2092466 3 


109 


109 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 
562080 Bacteria_16S 
strain SW-47 16S 
Proteobacteria; 

562080 Bacteria_16S 
pinnipedii strain 


562080 Bacteria_16S 
pentaromativorans 
pentaromativorans 
Novosphingobium. 

562080 Bacteria_16S 
strain SW-46 16S 


562080 Bacteria_16S 


DSM 4568 16S ribosomal R 


Gammaproteobacteria; 
562080 Bacteria_16S 


ribosomal RNA, 
Gammapro 


6482 16 
Bacteria; Actinobacteria; 
xr 


Mycobacterium; Mycobacte 


strain 


ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 


2101517 2101623 3 


2112210 2112316 3 


2113626 2113736 2 


2118236 2118346 2 


2121279 2121385 3 


Enterobacteriales; 
2128882 2128988 3 


Gammaproteobacteria; Alteromonadales; 


109 


partial sequence 
teobacteria; Alteromonadales; Alt 


109 


112 


112 


partial sequence 


109 


109 


africanum strain ATCC 25420 16S 


africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis compl 


562080 Bacteria_16S 2130360 21 
scrofulaceum strain ATCC 


Mycobacteriaceae; Mycobacterium. 
562080 Bacteria_16S 2131865 21 
tokaiense strain ATCC 27282 16S 
tokaiense Bacteria; 


Mycobacteriaceae; Mycobacterium. 
562080 Bacteria_16S 2133368 21 
poriferae strain ATCC 35087 16S 


poriferae Bacteria; 
Mycobacteriaceae; 
562080 Bacteria_16S 2134882 21 
strain ATCC 19422 16S ribosomal 
Bacteria; Actinobacteria; 


Mycobacterium. 


562080 Bacteria_16S 2136399 21 


gi 


gi 


2091488 20 
Shewanellaceae; 


gi 


219878189 


219878185 


20 


219878178 


219878177 


odoriferum strain LMG 17566 16S ribosomal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriaceae; 


219878175 


219878170 
20 


219878157 
sequence 


219878129 


219878128 
930 


219878121 


2100672 21021 


gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
ium tuberculosis complex. 


gi 


US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


219857660 
21113 


219857659 


219857656 


2117441 21188 


Sphingomonadales; 


gi 


gi 


ribosomal RNA, partial 


30466 3 109 


31971 3 109 


gi 


19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 


gi 


ribosomal RNA, partial 


33474 3 109 


Actinobacteria; Actinobacteridae; Actinomycet 


gi 


ribosomal RNA, partial 


34988 3 109 


Actinobacteria; Actinobacteridae; Actinomycet 


gi 


RNA, partial sequence 


36505 3 109 


Actinobacteridae; Actinomycetales; 
Mycobacterium; Mycobacterium tuberculosis complex. 


gi 


strain ATCC 51384 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


219857654 


NA, partial sequence 2120505 2121907 Cedecea davisae Bacte 
Enterobacteriaceae; 


219857649 
sequence 


219857648 
sequenc 
Actinomy 


219857647 


sequence 


219857646 
sequence 


219857645 
21340 


108 
Enterobacteriaceae; 


153 


20257 


362 
Corynebacterineae; 


Actinomycetales; 


sequence 
Actinomycetales; 


eromonadaceae; 


Corynebacterineae; 


sequence 2112812 21142 


Erythrobacteraceae; 


Cedecea. 


Corynebacterineae; 


ref |NR_025328.1 


ref|NR_025324.1 


ref|NR_025317.1 
Aeromonas. 
ref |NR_025316.1 


ref |NR_025314.1 
2030195 203163 


ref|NR_025309.1 


ref|NR_025296.1 
2051875 205339 
Corynebac 


ref |NR_025268.1 
2089993 209143 


ref|NR_025267.1 
Shewanella. 


ref |NR_025260.1 


ref|NR_025249.1 
81 2112761 Mycoba 


ref |NR_025248.1 
9 


Sphingomonadales 


ref|NR_025245.1 
82 Erythrobacter 
Erythr 


ref |NR_025243.1 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


ref|NR_025236.1 
2131039 213248 
ales; Corynebact 


ref|NR_025235.1 
2132540 213398 
ales; Corynebact 


ref |NR_025234.1 
40 2135523 Mycoba 
M 


219857644 


Buttiauxella brennerae 


50 Buttiauxella brennerae Bacteria; 
Buttiauxella. 


Caulobacter leidyia 


75 2016816 Caulobacter leidyia Bacteria; 
Sphingomonadaceae. 


Aeromonas popoffii 


59 2027165 Aeromonas popoffii Bacteria; 


Pectobacterium 


partial sequence 2027216 2028703 
Proteobacteria; Gammaproteobacteria; 


Corynebacterium 
0 Corynebacterium 


Corynebacterineae; 


Corynebacterium 


84 2037751 Corynebacterium simulans 
Corynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromonas. 


Mycobacterium 
cterium pinnipedii 


Mycobacteriaceae; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Cedecea davisae strain 
ria; Proteobacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


ref |NR_025233.1 


Mycobacterium brumae 


2135574 2137022 Mycobacterium brumae Bacteria; 


562080 Bacteria_16S 


palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 


Pseudonocardiaceae; 
562080 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; 
562080 Bacteria_16S 
strain MUP 1182 16S 


Actinobacteria; Actinoba 


562080 Bacteria_16S 
strain YIM 90001 


562080 Bacteria_16S 


riboso 


16S rib 
Actinobacteria; Actinoba 


2139444 2139550 3 


Amycolatopsis. 
2146920 2147026 3 


2148434 2148540 3 
ribosomal RNA, 


2150016 2150122 3 


2161974 2162080 3 


strain F829 16S ribosomal RNA, partial 


Actinobacteria; Actinoba 


562080 Bacteria_16S 
strain ATCC 927 16S 


562080 Bacteria_16S 


aetherivorans strain 10b 
aetherivorans Bacteria; 
Rhodococcus 


Nocardiaceae; 
562080 Bacteria_16S 


strain YKJ-103 16S ribos 


Proteobacteria; 
562080 Bacteria_16S 
strain KMM 3582 16S 
Proteobacteria; 
562080 Bacteria_16S 


2165074 2165180 3 


ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinoba 


ribosomal RNA, partial sequence 2188558 21900 
Gammapro 


2195432 2195538 3 


109 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


109 


mal RNA, partial sequence 
Gammaproteobacteria; 


109 


109 


osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardineae; 


109 
sequence 


109 


109 


219857642 |ref 
sequence 2 


gi 


gi| 219857637 |ref 


gi|219857636|ref 


complete sequence 2147582 2149114 Mycobacterium 
cteridae; Actinomycetales; Corynebacterineae; 


gi|219857635|ref 


gi| 219857627 |ref 


Actinomycetales; 


NR_025231.1 


NR_025226.1 


NR_025225.1 


NR_025224.1 


NR_025216.1 


Amycolatopsis 


138615 2140041 Amycolatopsis 
Pseudonocardineae; 


Pseudomonas jinjuensis 


2146078 2147531 Pseudomonas jinjuensis Bacteria; 


Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


Mycobacterium parmense 
parmense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Nocardia caishijiensis 


2161153 2162578 Nocardia caishijiensis Bacteria; 


cteridae; Actinomycetales; Corynebacterineae; 


gi| 219857625 |ref 


gi|219857602|ref 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 2 


maanshanensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
562080 Bacteria_16S 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 


2218112 2218218 3 


109 


gi| 219857587 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


562080 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


2233272 2233378 3 


109 


gi|219857577|ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


562080 Bacteria_16S 


2239386 2239492 3 


109 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; 
562080 Bacteria_16S 


2240897 2241003 3 


109 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; 
562080 Bacteria_16S 
strain ATCC 33638 
Bacteria; 
562080 Bacteria_16S 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; 


Yersinia. 
562080 Bacteria_16S 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; 


Desulfobulbus. 
562080 Bacteria_16S 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
562080 Bacteria_16S 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 
562080 Bacteria_16S 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 
flavipulchra Bacteria; 


Pseudoalteromonas. 
562080 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; 
562080 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 


2242408 2242514 3 


2243919 2244025 3 


2256202 2256308 3 
Proteobacteria; 


2271639 2271745 3 


2273111 2273217 3 

Proteobacteria; 
2291307 2291413 3 
Proteobacteria; 


2294371 2294477 3 


2306365 2306471 3 


Proteobacteria; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


109 gi|219857571|ref|NR_025159.1 
2241556 2243016 Yersin 

Enterobacteriac 

109 gi|219857570|ref|NR_025158.1 
partial sequence 224306 
Gammaproteobacteria; Enterobacterial 

109 gi|219857562|ref|NR_025150.1 
2255320 225677 

Deltaproteobacteria; Desulfobacterales; D 
109 gi|219857552|ref|NR_025140.1 


109 


109 


Gammaproteobacteria; 


109 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


109 


gi| 219857573 |ref 


2238534 2239994 Yersinia 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi|219857572|ref 


35 Mycobacterium 
cteridae; Actinomycetales; Corynebacterineae; 


NR_025214.1 


Shewanella. 
NR_025190.1 
194621 219603 


NR_025175.1 


NR_025165.1 


NR_025161.1 


NR_025160.1 


Nocardiaceae; 


Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


2174196 2174302 3 109 gi|219857619|ref|NR_025208.1| Rhodococcus 
c312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
2175758 2175864 3 109 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
omal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
2189409 2189515 3 109 gi|219857606|ref|NR_025195.1| Shewanella fidelis 


57 Shewanella fidelis Bacteria; 
teobacteria; Alteromonadales; Shewanellaceae; 


Rhodococcus 
1 Rhodococcus 


Actinomycetales; Corynebacterineae; 


Mycobacterium lacus 


2217272 2218741 Mycobacterium lacus Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Gordonia namibiensis 


2232422 2233905 Gordonia namibiensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Yersinia rohdei strain 


rohdei Bacteria; 
Yersinia. 


Yersinia pestis strain 


2240045 2241505 Yersinia pestis Bacteria; 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudo 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 


219857551 
sequence 


gi ref 


219857538 
sequence 


gi 


gi| 219857535 |ref 


2272329 227377 
Gammaproteobacteria; Alteromonadales; 


2290487 229196 
Alteromonadales; 


Yersi 


NR_025139.1 


Pse 


Pseu 


NR_025123.1 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Shewanella olleyana 


2293525 2294983 Shewanella olleyana Bacteria; 


gi|219857525|ref 
complete sequence 


Shewanella. 


NR_025113.1 
230551 


Tsukamurella 
7 2307028 Tsukamurella 


strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Tsukamurellaceae; 
562080 Bacteria_16S 


Corynebacterium. 
562080 Bacteria_16S 


562080 Bacteria_16S 
NRRL B-24104 16S 


562080 Bacteria_16S 
strain ATCC49733 


562080 Bacteria_16S 
562080 Bacteria_16S 
strain YKJ-16 16S 


562080 Bacteria_16S 


Tsukamurella. 


2324625 2324731 3 


2327639 2327745 3 


2342599 2342705 3 


2363915 2364021 3 


2383568 2383674 3 


2391193 2391299 3 


2421855 2421961 3 


109 
strain LMG S-19264 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


109 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
109 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
109 
16S ribosomal RNA, partial sequence 2363042 23645 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 
109 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
109 

ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
109 


gi| 219857513 


gi|219857511 


gi|219857500 


2341772 23432 


gi] 219857485 


gi] 219857471 


gi|219857466 


2390343 23918 


gi] 219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
562080 Bacteria_16S 


562080 Bacteria_16S 


2442915 2443021 3 


2447500 2447606 3 


109 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
109 


gi| 219857424 


gi|219857421 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 


maricaloris Bacteria; 
Pseudoalteromonas. 
562080 Bacteria_16S 


Proteobacteria; 


2458058 2458168 2 


Gammaproteobacteria; 


112 


gi|219857411 


taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 


taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 
562080 Bacteria_16S 
strain JSS-26 16S 


562080 Bacteria_16S 
strain ATCC 33531 
Bacteria; 
562080 Bacteria_16S 
strain DNP505 16S 


562080 Bacteria_16S 
strain LSv514 16S 


2459551 2459661 2 


2462602 2462708 3 


2497132 2497238 3 


2524537 2524643 3 


112 

ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
109 
16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
109 

ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
109 

ribosomal RNA, partial sequence 


gi|219857410 
2458757 24601 


219857408 
24617 


gi 
gi|219857385 
2496307 24977 


gi| 219857361 
2523668 25251 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobu 


562080 Bacteria_16S 


2586562 2586668 3 


mediterranea strain MMB1 16S ribosomal RNA, 


mediterranea MMB-1 Bacteria; 


562080 Bacteria_16S 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial 


granulomatis Bacteria; 
562080 Bacteria_16S 
strain HPA92 16S 


562080 Bacteria_16S 


Proteobacteria; 
2600376 2600482 3 


Proteobacteria; 
2601930 2602036 3 


2603484 2603590 3 


109 


gi|219857277 


complete sequence 


Gammaproteobacteria; 


109 


Gammaproteobacteria; 


109 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


109 


strain 177 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


562080 Bacteria_16S 


2605038 2605144 3 


109 


strain P925 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


562080 Bacteria_16S 


2608164 2608270 3 


109 


219857268 
sequenc 
Paste 
gi|219857267 
2601060 26025 
Pasteurellac 
gi|219857266 
2602614 26041 
Pasteurellac 
gi|219857265 
2604168 26056 
Pasteurellac 
gi|219857263 


gi 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequen 


naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; 


562080 Bacteria_16S 


2609655 2609761 3 


109 


Ocea 


gi] 219857259 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 


thermoflava Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 


562080 Bacteria_16S 


2611228 2611334 3 


109 


Actinomyc 


Actinomycetales; 


Alteromonadales; 


Sphingomonadales; 


Sphingomon 


ref|NR_025101.1 


ref|NR_025099.1 


ref|NR_025088.1 


ref|NR_025073.1 


ref|NR_025059.1 


ref|NR_025054.1 


ref |NR_025033.1 
2421026 242250 


ref|NR_025012.1 
Shewanella. 
ref|NR_025009.1 

2446675 244812 


ref|NR_024999.1 
2457264 245870 


ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024973.1 


eae; Nocardiacea 
ref |NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref |NR_024898.1 


Mannheimia. 
NR_024897.1 


eae; 
ref 


Mannheimia. 
NR_024896.1 


eae; 
ref 


eae; Mannheimia. 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024890.1 

2608828 261032 
etales; Pseudono 


gi| 219857258 


Corynebacterium casei 


2323867 2325209 Corynebacterium casei 
Corynebacterineae; Corynebacteriaceae; 


Mycobacterium doricum 
doricum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Crossiella equi strain 


43 Crossiella equi Bacteria; 
Pseudonocardiaceae; 


Crossiella. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Nocardia abscessus 


2382752 2384208 Nocardia abscessus Bacteria; 
Nocardiaceae; 


Nocardia. 
Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Halomonas. 


Rhodococcus 
2 Rhodococcus 


Corynebacterineae; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Sphingopyxis 
6 Sphingopyxis 


Sphingomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 

Raoultella planticola 
ella planticola 

eae; Raoultella. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Desulfotalea arctica 


arctica Bacteria; 


talea. 

Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Mannheimia 

9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Amycolatopsis 
2 Amycolatopsis 
cardineae; 


ref|NR_024889.1 


Prauserella rugosa 


strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


562080 Bacteria_16S 2612755 2612861 3 109 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
562080 Bacteria_16S 2620580 2620686 3 109 gi|219857252|ref|NR_024883.1| Kluyvera georgiana 
strain ATCC 51603 16S ribosomal RNA, partial sequence 2619736 2621149 Kluyvera georgiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

562080 Bacteria_16S 2635709 2635815 3 109 gi|219857234|ref|NR_024862.1| Citrobacter werkmanii 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 2634842 2636362 Citrobacter werkmanii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
562080 Bacteria_16S 2637273 2637379 3 109 gi|219857233|ref|NR_024861.1| Citrobacter farmeri 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 2636413 2637923 Citrobacter farmeri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

562080 Bacteria_16S 2638851 2638957 3 109 gi| 219857232 |ref|NR_024860.1| Actinobacillus 
succinogenes strain 1302 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Actinobacillus. 

562080 Bacteria_16S 2655501 2655607 3 109 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 2667404 2667510 3 109 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

562080 Bacteria_16S 2668919 2669025 3 109 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

562080 Bacteria_16S 2678024 2678130 3 109 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

562080 Bacteria_16S 2688523 2688629 3 109 gi|219857197|ref|NR_024825.1| Nocardia sienata 


strain IFM 10088 


562080 Bacteria_ 


okhotskensis stra 
okhotskensis Bact 


Psychrobacter. 
562080 Bacteria_ 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


562080 Bacteria_ 
strain SM2-1 16S 
Proteobacteria; 

562080 Bacteria_ 


schlegeliana stra 
schlegeliana Bact 


562080 Bacteria_ 


marinintestina st 
marinintestina Ba 


Shewanella. 


562080 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; 


Nocardiaceae; 


Actinokineospora. 


562080 Bacteria_16S 


strain ATCC15947 
Bacteria; 


strain JCM1680 16 
Proteobacteria; 


strain JCM1679 16 


G 


G 
562080 Bacteria_16S 
baikonurensis str 
baikonurensis Bac 
Rho 
562080 Bacteria_16S 
terrae strain IFO 
Bacteria; Actinob 


Proteob 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


ne 
16S 2715415 2715521 3 109 gi 
in MD17 16S ribosomal RNA, partial seq 


eria; Proteobacteria; Gammaproteobacte 


ue 
ri 


16S 2719996 2720102 3 109 gi 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 

16S 2733745 2733851 3 109 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
16S 2735235 2735341 3 109 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
16S 2736725 2736831 3 109 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


al 
ae 


gi 
he 


qu 
ri 


eq 
te 


2741082 2741188 3 109 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2746968 2747074 3 109 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2760382 2760488 3 109 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


eq 
e; 


en 
al 
2763329 2763435 3 109 gi 
acteria; Gammaproteobacteria; Enteroba 
2764845 2764951 3 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ct 


E 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
219857178 


219857175 


219857165 
2732909 27 


219857164 


219857163 


219857160 
2740223 27 


219857156 


219857146 


219857142 
16S ribosomal RNA, partial sequence 2762542 27 


219857141 
2763991 27 


891 
bacterineae; Nocardiacea 
ref|NR_024806.1 

2714566 271605 


omonadales; Mora 


nce 
a; Pseud 
ref|NR_024803.1 
e 2719156 272065 


mycetales; Coryn 


sequ 
Act 


enc 
ino 


’ 


ref|NR_024793.1 
343 
wanellaceae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; She 
ref|NR_024791.1 

2735889 273732 


eromonadales; Sh 


ence 
a; Alter 
uence 
ria; Alt 
ref |NR_024788.1 
416 
eromonadaceae; Agarivora 
ref |NR_024784.1 

2746146 274749 


nomycetales; Coryne 


uence 
Acti 


ref|NR_024774.1 
56 2761026 Actino 
donocardineae; A 


ce 27 
es; P 


595 
seu 


ref|NR_024770.1 
639 
es; erobacteriac 


NR_024769.1 


Ent 
ref 


erial 


654 


nterobacteriaceae; Edwar 


2766361 2766467 3 109 gi 
S ribosomal RNA, partial sequence 


219857140 
2765507 2766972 Edwardsiella hoshinae Bacteria; 


wanellaceae; 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Psychrobacter 
7 Psychrobacter 
xellaceae; 


Nocardia 
4 Nocardia 


ebacterineae; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 

8 Shewanella 
Shewanella. 
Shewanella 

8 Shewanella 
ewanellaceae; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 

Rhodococcus 
3 Rhodococcus 
bacterineae; 


Actinokineospora 
kineospora terrae 


ctinosynnemataceae; 


Edwardsiella tarda 


40 Edwardsiella tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


56 Edwardsiella ictaluri Bacteria; 


dsiella. 


ref|NR_024768.1 


Edwardsiella hoshinae 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 


GAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACCAGGGGCGACAGCAGAATGATGGCCAGGTTGACGAC 
CTTGCTTGACAAGCTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCCTTAGTTACCAGC 
GGATCCTTTTTAGGATGCCGGGCACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGGTAGGTCCGTATGCCCCGAATCCCCTGGGCAACA 
CGCGGGCTACAATGGCTAGGACAATGGGTTCCAACACTGAAAGGTGAAGGTAATCTCCTAAACCTAGTCGTAGTTCGGATCGAGGGCTGTAACCCGCCCTCGTGA 
AGCTGGAATGCGTAGTAATCGCGTGTCATAATCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACGCCACCCAAAAAGGGTTTGGATGAGGCC 
TTAGTCTTAGGCTAAGGTCGAATCTGGGTTCTTTGAGGAGGGCGAAGTCGTAACAAGGTANCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTCACACTCGTAGCATATAGCTCAGTAACACGTGGTCAAGCTACCC 
TGCAGACACGGACAACCTCGGGAAACTGAGGCTAATCCGCGATACCGATCCCACGCTGGAATGCCGGGATCCACAAACGCTCCGGCGCTGCAGGATGCGGCTGCG 
GCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCT 
ACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTGAGAACCGTAAGGCGGTT 
CTCGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATGGCCAATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCACGA 
AAGTCCGTCGGGAAATCCATCTGCCCAACAGATGGGCGTCCGGCGGAAACTTCGTGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAGTGAAATC 
CCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACAGTGAGGGACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAG 
TCCTAGCCGTAAACAATGTTCACTAGGTGTGGCACAGGCTACGAGCCTGTGCTGTGCCGTAGGGAAGCCGAGAAGTGAACCGCCTGGGAAGTACGTCCGCAAGGA 
TGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCTCCGACTACAGTAATGACGA 
TCAGGTTGATGACCTTATCACGAGCTGTAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACAC 
ATCTAATTGCCAGCAGCAGTTCCGACTGGCTGGGTACATTAGATGGACTGCCAGTGCCAAACTGGAGGAAGGAATGGGCAACGGTAGGTCAGTATGCCCCGAATG 
AGCTGGGCTACACGCGGGCTACAATGGCCGGAACAATGGGTTGCAATCTCGAAAGAGAACGCTAATCTCCTAAATCCGGTCGTAGTTCGGATTGAGGGCTGAAAC 
TCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCACAAGAGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGT 
CCGGATGAGGCTATCGCAAGATAGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGTCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGTACGAGTTGAGACTCGTAGCAGA 
TAGCTCAGTAACACGTGGCCAAACTACCCTATCGAGCACGATACTCTCGGGAAACTGAGGCTAATAGTGCATACGACTTGGTGCCTGGAGTGGCGCGAGTCAGAA 
ATGCTCAGGCGCGATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAG 
ACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCGAGTGCGATAAGGGGACTCCAAGTGCGAGGGCATATAG 
TCCTCGCTTTTTCCGACCGTAGGATGGTCGGCGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATT 
GGGCCTAAAGCGTCCGTAGCTGGCCACGCAAGTCCATCGGGAAATCTCTCCGCTCAACGGAGAGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGATCCA 
GAGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCGAGACGGACCACCGGTGGCGAAAGCGCTCTGGAAAGACGGATCCGACGGTGAGGGACGAAAGCTCGG 
GTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGTGAAGC 
AGACCGCCTGGGAAGTACGTCTGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACAT 
CTCACCAGCATCGACAGTGTGCAGTGAAAGTCAGTGTGATGAGCTTACTGGAGCCACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTG 
TTAAGTCAGGCAACGAGCGAGACCCGCACCCTTAATTGCCAGCAACACCCTTGAGGTGGTTGGGTACATTAAGAGGACTGCCAGTGCCAAACTGGAGGAAGGAAC 
GGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCTACACGCGGGCTACAATGGTCGAGACAGTGGGATGCTACGCCGAGAGGCGACGCTAATCTCCGAAAC 
TCGATCGTAGTTCGGATTGCGGGCTGAAACTCGCCCGCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCAC 
ACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCGGCATTCGCCGGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGG 
GGAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGCTATTGCTATCGGGATCCGATTCAGGCATGCTAGTCGTACGAGTTCA 
GACTCGTGGCGTATAGCTCAGTAACACGTGGTCAAACCACCCTCTGGACCGGGATACCCTCGGGAAACTGAGGTCAATCCCGGATACTGCTTTCACGTTGGAAAA 
ACGGAAAGCTGGAAACGGTCCGCCGCCGGAGGACGTGACTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTTGTGAGA 
GCAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGCCGCGAAACCTTTACACTGCACGACAGTGCGATAAGGGGATCCCGAGT 
GCGAGGGCATACAGTCCTCGCTTTTCGTGACCGTAAGGTGGTCACAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCGAGTGA 
TAGCCAATTTTATTGGGCCTAAAGCGTCCGTAGCCGGCCGAACGGGTCCGTCGGGAAATCCACCCGCTTAACGGGTGGGCGTCCGGCGGAAACCAGTCGGCTTGG 
GGCCGGGAGACCAGAGGGGTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGACCACCGGTTGCGAAAGCGCCTCTGGAGAACGGACCCGACGGTGAG 
GGACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCTCGCTAGGTGTGACGCAGGCTACGAGCCTGCGTTGCGCCGTAG 
GGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGAC 
TCAACGCCGGACATCTCACCGGCACCGACAACGTGCAGTGACGGTCAGTTTGATGAGCTTACCTGAGCCGTTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTAC 
CGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCGTCCATAATTGCCAGCAGCACCCTTGTGGTGGCTGGGTACATTATGGAGACTGCCGTCGCTAAG 
ACGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCCGGGCGACACGCGGGCTACAATGGCCAGGACAGTGGGACGCTACCCCGAGAGGGGACG 
CTAATCTCCTAACCCTGGTCGTAGTTCGGATTGCGGATTGAAACTCATCCGCATGAAGCTGGATTCGGTAGTAATCGCGTTTCAGAAGAGCGCGGTGAATACGTC 
CCTGCTCCTTGCACACACCGCCCGTCAAATCACCCGAGTGAGGTCGGGATGAGGCCGACGCAACGTCGGTCGAATCTGGGCTTCGCAAGGGGGATTAAGTCGTAA 
CAAGGTAGCCGTAGGGGAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTG 
GAGTCCGATTTAGCCATGCTAGTTGCACGAGTTGAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCGACTAACCTCGGGAAACTG 
AGGCTAATGCGGAATAGCGTTCATCGCCTGGAGTGGCACGAACGCGAAACGTTACGGCGCCATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGG 
CCCACCGTGCCCATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTA 
CACTGCACGCGAGTGCGATAAAGGGACTCCAATGCGAGGGCATATAGTCCTCGCTTTTCACGACCGTAAGGTGGTCGTAGAATAAGTGCTGGGCAAGACCGGTGC 
CAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCACGCAAGTCTATCGGGAAATCCGCGCGCTTAAC 
GCGCGGGCGTCCGGTGGAAACTGCGTGGCTTGGGACCGGAAGACCTGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCG 
AAAGCGCCTCAGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTG 
TGGCACAGGCTACGAGCCTGTGCTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCA 
CTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAATGTGCAGTGAAAGTCAGGTTGATGACCTTACTGGAGCCATT 
GAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAACACCCTTGCGGTG 
GTTGGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGC 
CGAGACAGTGGGATGCAACCCCGAAAGGGGACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGT 
AATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGTCCCGTCAAAGACAACCCGAGTGGGGTCCGGATGAGGCCGACGCAACGTCGG 
TCGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGACTAAGCCATGCTAGTCAAGGGGCTTGCTTATGCAAGCACCGGCGGA 
CAGCTCAGTAACACGTGGACAACCTGCCCTCGGGTGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGAGATGGGTGCTGGAATGCCCCATCTTCGAA 
AGCTCCGGCGCCCGAGGATGGGTCTGCGGCGGATTAGGTAGTTGGTGGGGTAACGGCCCGCCAAGCCTGAGATCCGTACGGGCTGTGAGAGCAGGAGCCCGGAGA 
TGGACCCTGAGACAAGGGTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGAAAGTGCGACGGGGCTAGCCGGAGTGTCCGTGCATCGCGC 
GGACTGTCGGGATGCCTAAACAGCATCCCATAGCAAGGGCCGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGCGGTCACTATTATTGG 
GCCTAAAGCGTTCGTAGCCGGTCTGGTAAGTCCCCCGGGAAATCTGGTCGCTTAACGATCAGACTGCCGGGGGATACTGCCAGACTAGGGACCGGGAGAGGCCGA 
GGGTATTCCCGGGGTAGGGGTGAAATCCTGTAATCCCGGGAGGACCACCTGTGGCGAAGGCGCTCGGCTGGAACGGGTCCGACGGTGAGGGACGAAGGCCTGGGG 
AGCGAACCGGATTAGATACCCGGGTAGTCCAGGCTGTAAACGATGCGGACTAGGTGTCACCGGAGCTACGAGCTCCGGTGGTGCCGGAGGGAAGCCGTTAAGTCC 
GCCGCCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGAAGCT 
TACCGGGGAAGACAGCGGGATGAAGGTCGGGCTGAAGACCTTACCAGACTAGCTGAGAGGTGGTGCATGGCCGCCGTCAGTTCGTACTGTGAAGCATCCTGTTAA 
GTCAGGCAACGAGCGAGACCCGCGCCCTCAGTTGCCAGCGGGTCCCTTCGGGGACGCCGGGCACACTGAGGGGACTGCCGGCGCTAAGCCGGAGGAAGGTGCGGG 
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562080 Bacteria_16S 2985460 2985566 3 109 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

562080 Bacteria_16S 2986982 2987088 3 109 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

562080 Bacteria_16S 2988508 2988614 3 109 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

562080 Bacteria_16S 3023368 3023474 3 109 gi|219846908|ref|NR_026500.1]| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

562080 Bacteria_16S 3040096 3040202 3 109 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

562080 Bacteria_16S 3058441 3058547 3 109 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

562080 Bacteria_16S 3073330 3073436 3 109 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

562080 Bacteria_16S 3097518 3097624 3 109 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 3120039 3120145 3 109 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 3136418 3136524 3 109 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

562080 Bacteria_16S 3148475 3148581 3 109 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

562080 Bacteria_16S 3150021 3150130 3 112 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
562080 Bacteria_16S 3175943 3176049 3 109 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 3197434 3197544 2 112 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

562080 Bacteria_16S 3200457 3200563 3 109 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 3206358 3206464 3 109 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

562080 Bacteria_16S 3207883 3207989 3 109 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 3213856 3213962 3 109 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 3215379 3215485 3 109 gi|219846777|ref|NR_026369.1| Corynebacterium 


imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


3214549 3216020 Corynebacterium imitans 


562080 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


CECT 4600 16S rib 


Proteobacteria; G 
562080 Bacteria_16S 
PerGlyS 16S ribosomal RNA, 
ia; Proteobacteria; Deltaproteobacteria; 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


562080 Bacteria_16S 
train Z-7935 16S ribosomal RNA, partial 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


562080 Bacteria_16S 


strain LMG 2142 1 


strain ATCC 13313 
Proteobacteria; G 


strain ATCC 29903 
Proteobacteria; G 


strain BN6 16S ri 
Proteobacteria; A 


562080 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


562080 Bacteria_16S 


strain DSM 44140 
strain FB2 16S ri 
Proteobacteria; G 
saccharolyticum s 


Halanaerobiales; 


3227529 3227635 3 


3238257 3238363 3 


3244298 3244404 3 


acteria; 
rio. 


Proteobacteria; 


3262212 3262322 2 


3271306 3271412 3 


3272844 3272950 3 


3312350 3312460 2 


lphaproteobacteria; 
3319997 3320103 3 
acteria; Proteobacteria; 


3321505 3321611 3 


3353439 3353545 3 


3376392 3376498 3 
ubsp. 


Halanaerobiaceae; 
3380978 3381084 3 


562080 Bacteria_16S 
strain DSM 44015 


562080 Bacteria_16S 


marismortui strain ATCC 17056 16S ribosomal RNA, partial 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3385596 3385702 3 


109 


109 


109 


Deltaproteobacteria; 


112 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
562080 Bacteria_16S 


Sphingomonadales; 


109 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobac 
562080 Bacteria_16S 


109 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobac 
562080 Bacteria_16S 
bosomal RNA, partial sequence 


112 


Sphingomonadales; 


109 


train AAP 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


109 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
562080 Bacteria_16S 


109 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; 
562080 Bacteria_16S 


109 


senegalense strain DSM 7379 16S 
Halanaerobium saccharolyticum subsp. 


109 


complete sequence 


109 


complete sequence 


gi|219846769 
3226672 32281 
gi|219846762 


219846758 
sequence 


gi 


gi|219846746 


219846740 
32704 


gi 


219846739 
32719 


gi 


gi| 219846712 
3311548 33129 
Sphingomon 
gi|219846706 
Oc 


gi|219846705 


gi| 219846682 
3352589 33540 


219846666 
ribosomal 


gi 


219846662 
33801 


gi 


219846659 
sequence 


gi 


Desulfobacterales; 


Desulfovibrionales; 


Sphingomonadaceae; 


ref|NR_026361.1| Vibrio tapetis strain 
43 Vibrio tapetis Bacteria; 


ref|NR_026354.1| Desulfofustis 
3237371 3238917 Desulfofustis 
Desulfobulbaceae; 


ref|NR_026350.1| Desulfonatronovibrio 
3243444 3244946 Desulfonatronovibrio 
Desulfohalobiaceae; 


ref |NR_026338.1| Sphingomonas trueperi 
78 Sphingomonas trueperi Bacteria; 
Sphingomonas. 
ref|NR_026332.1| Shigella dysenteriae 
47 3271933 Shigella dysenteriae Bacteria; 
teriaceae; Shigella. 
ref|NR_026331.1| Shigella flexneri 
84 3273471 Shigella flexneri Bacteria; 
teriaceae; Shigella. 
ref|NR_026304.1| Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
adaceae; Sphingobium. 
ref|NR_026298.1] Halomonas 

3319157 3320633 Halomonas 
eanospirillales; Halomonadaceae; 


ref|NR_026297.1| Gordonia hirsuta 

44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026274.1| Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
Halomonas. 
NR_026258.1 
partial sequence 


Halanaerobium 
3375527 3377012 


ref 
RNA, 


senegalense Bacteria; Firmicutes; Clostridia; 
Halanaerobium. 


ref 


49 3381618 Gordon 
Corynebacterineae; G 
ref 


NR_026254.1 


NR_026251.1 
3384746 338616 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Chromohalobacter 

8 Chromohalobacter 


marismortui Bacteria; 


Chromohalobacter. 


562080 Bacteria_16S 


strain ATCC 49336 


Proteobacteria; Gammaproteobacter 


3387069 3387175 3 109 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


562080 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; 


strain DZZM 328 1 


Corynebacterium. 


562080 Bacteria_16S 


strain : DSM43338 


3391532 3391642 2 112 


gi 


Fusobacteriaceae; Propio 
3436244 3436350 3 109 gi 


3474284 3474390 3 
16S ribosomal RNA, 


109 gi 
complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


562080 Bacteria_16S 


strain DSM 4954 1 


3475807 3475913 3 109 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


562080 Bacteria_16S 


3477333 3477439 3 109 gi 


marinonascens strain DSM 43752 16S ribosomal RNA, parti 


marinonascens Bac 
Nocardiaceae; 


562080 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


562080 Bacteria_16S 


teria; Actinobacteria; Actinobacterida 


Rhodococcus. 


3492562 3492668 3 109 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 
3494109 3494215 3 


109 gi 


6S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; 
562080 Bacteria_16S 
6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


6S ribosomal RNA, partial sequence 3474975 34764 


ia; Oceano 


219846658 

33862 
Halomonad 

219846651 


nigenium. 
219846619 


219846593 
34734 
nebacterin 
219846592 


nebacterin 
219846591 
al sequenc 
e; Actinom 


219846581 
sequence 
idae; Acti 


219846580 


spirillales; Halomonadaceae; 


ref|NR_026250.1| Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 
aceae; Halomonas. 
ref|NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


ref|NR_026211.1| Corynebacterium auris 
52 Corynebacterium auris Bacteria; 
eae; Corynebacteriaceae; 


ref|NR_026185.1| Rhodococcus ruber 

44 3474924 Rhodococcus ruber Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_026184.1| Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 

ref |NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 

ycetales; Corynebacterineae; 


ref|NR_026173.1| Mycobacterium 
3491744 3493209 Mycobacterium 
nomycetales; Corynebacterineae; 


municipale strain DSM 44069 16S ribosomal RNA, partial sequence 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 


ref|NR_026172.1| Thermocrispum 
3493260 3494588 Thermocrispum 


562080 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


562080 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


562080 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


562080 Bacteria_16S 


strain CIP 7430 
Proteobacteria; 


strain DSM 50071 
Bacteria; Proteob 


562080 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


562080 Bacteria_16S 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


562080 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


562080 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


562080 Bacteria_16S 


strain IC079 16S 


Proteobacteria; G 


562080 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


562080 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


562080 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


562080 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


562080 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


562080 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


562080 Bacteria_16S 


congolense strain 
congolense Bacter 


562080 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


562080 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


562080 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


562080 Bacteria_16S 


G 
562080 Bacteria_16S 


3495488 3495594 3 109 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


3524278 3524384 3 109 gi 
CIB 12823 16S ribosomal RNA, partial s 
; Actinobacteria; Actinobacteridae; Ac 
e; Saccharopolyspora. 

3608339 3608445 3 109 gi 
ATCC 9874 16S ribosomal RNA, partial s 


Mycobacterium. 

3612805 3612911 3 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
3629248 3629354 3 109 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
3633818 3633924 3 109 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 

m. 

3636842 3636948 3 109 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


3658276 3658382 3 109 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3659833 3659939 3 109 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3661380 3661486 3 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
3664435 3664541 3 109 gi 
DSM 44277 16S ribosomal RNA, partial s 


Mycobacterium. 

3667507 3667613 3 109 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3669012 3669118 3 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670519 3670625 3 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3672026 3672132 3 109 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673535 3673641 3 109 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


3676611 3676717 3 109 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3693264 3693370 3 109 gi 


acteria; Gammaproteobacteria; Methyloc 
3694788 3694894 3 109 gi 


ammaproteobacteria; Pasteurellales; Pa 
3696225 3696331 3 109 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 


a; Actinobacteria; Actinobacteridae; Act 


al 


eq 
ti 


eq 


a; Actinobacteria; Actinobacteridae; Act 


na 


al 
ob 


al 


s 
ri 


qu 
er 


Lt 


eq 


ct 


E 


E 


e 
ct 


ea. 
te 


se 
ia 


oc 


st 


ce 
ame 


3721782 3721888 3 109 gi 


219846579 


219846560 


219846500 


219846497 
omonadacea 


219846486 


219846483 


219846481 


219846466 


219846465 


219846464 


3660516 36619 


219846462 


219846459 


219846458 


3668184 36696 


219846457 
3669690 36711 
219846456 


219846455 


219846453 
219846442 
219846441 


6S ribosomal RNA, partial sequence 3693916 36953 


219846439 


34946 


es; Pseu 


uence 
nomyceta 


uence 
inomycet 


36119 
36283 
dales; P 
sequenc 


acteria; 


36360 


es; Cory 


equence 
a; Alter 
ence 

ia; Alte 
eromonad 
uence 


inomycet 


36666 
eriales; 


nterobac 


nterobac 


36711 
eriales; 


al seque 
ria; Ent 
quence 
les; Hal 
36924 
cales; M 


eurellac 


36953 
ales; Pa 


ref 
39 3496156 Thermo 
dono 
ref 
les; 
ref 


ales 


ref 


NR_026171.1 


cardineae; P 


NR_026152.1 
3523483 352488 
Pseudonocar 


NR_026092.1 
3607525 360892 
Corynebact 


v 


NR_026089.1 


33 3613434 Aeromo 


e; 


ref 
74 3629910 Pseud 
seud 
ref 


e 


Aer 
ref 
02 3637503 Mycob 
neba 


ref 


omon 
ref 


romo 
ref 


Aeromonas. 
NR_026078.1 

° 
omonadaceae; 
NR_026075.1 
3633011 363447 
omonadales; 


NR_026073.1 
a 
cterineae; 


NR_026058.1 
3657404 365891 
adales; 
NR_026057.1 
3658961 366046 
nadales; She 
NR_026056.1 


M 


Shewanellaceae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Pseudomonas aeruginosa 

monas aeruginosa 
Pseudomonas. 
Anaerobiospirillum 

8 Anaerobiospirillum 

Succinivibrionaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Shewanella 
0 Shewanella 
Shewanella. 
Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 
Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


acea 
ref 


ales 


ref 


e; Glaciecol 
NR_026054.1 
3663577 366509 
Corynebact 


, 


NR_026050.1 


79 3668133 Brenne 


Ent 
ref 


erobacteriac 
NR_026049.1 


a. 
Mycobacterium 

2 Mycobacterium 

erineae; 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


teri 
ref 


aceae; Erwin 
NR_026048.1 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


teri 
ref 
96 3672653 Pecto 
Ent 
ref 
nce 
erob 


ref 


anae 
ref 
15 3693865 Methy 
ethy 
ref 


aceae; Brenn 
NR_026047.1 
b 
erobacteriac 
NR_026046.1 

367270 
acteriales; 


NR_026044.1 
3675717 367724 
robiaceae; H 
NR_026033.1 
1 


lococcaceae; 
NR_026032.1 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


eae. 
ref 


71 


steu 


hassiacum strain 3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


219846420 


ref 


NR_026030.1 
3696836 Actino 
rellaceae; 
NR_026011.1 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Mycobacterium 


3720952 3722442 Mycobacterium hassiacum 


562080 Bacteria_16S 


3749717 3749823 3 


109 


strain A089 16S ribosomal RNA, partial sequence 


Proteobacteria; 
562080 Bacteria_16S 


strain B62 16S ribosomal RNA, 


Proteobacteria; 
562080 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 
562080 Bacteria_16S 
strain NCTC 3438 
Bacteria; 
562080 Bacteria_16S 
lacurosei strain 
Bacteria; Firmicutes; 
562080 Bacteria_16S 

halodenitrificans 
halodenitrificans 
Halomonas. 
562080 Bacteria_16S 


Bacteria; 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


Bacteria; 


3810043 3810149 3 
complete 


3813199 3813305 3 


3825476 3825582 3 


3842018 3842124 3 


H200 16S ribosomal RNA, 
Clostridia; 


3892507 3892613 3 


3913759 3913865 3 


Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


109 
sequence 


109 


109 


complete sequence 


109 


109 


strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


109 


strain Gl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
562080 Bacteria_16S 


thiocyanatus strain THI 011 16S ribosomal RNA, partial 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
562080 Bacteria_16S 
strain DSS12 16S 
Proteobacteria; 

562080 Bacteria_16S 
capsulatum strain 


Novosphingobium. 
562080 Bacteria_16S 
rhizogenes strain 


562080 Bacteria_16S 
strain SW-161 16S 


562080 Bacteria_16S 
seohaensis strain 


Erythrobacter. 
562080 Bacteria_16S 


donghaensis strain SW-132 16S ribosomal RNA, partial sequence 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 
562080 Bacteria_16S 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


Bacteria; 
562080 Bacteria_16S 


chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


chungwhensis Bacteria; 
Salinimonas. 
562080 Bacteria_16S 


3936548 3936657 1 


3951159 3951265 3 


3966140 3966250 2 


3974983 3975093 2 


IAM 14222 16S ribosomal RNA, 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; 
Rhizobium/Agrobacterium group; Agrobacterium. 


3995439 3995549 2 


3996930 3997040 2 


3998424 3998534 2 


4002898 4003004 3 


4005911 4006017 3 
Proteobacteria; 


4008928 4009034 3 


Gammaproteobacteria; Enterobacteriales; Enterobac 


110 


109 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellac 


112 


GIFU 11526 16S ribosomal RNA, partial sequence 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; 


112 


112 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


112 


SW-135 16S ribosomal RNA, partial sequence 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


112 


109 


109 


109 


strain 848 16S ribosomal RNA, partial sequence 


Proteobacteria; 
562080 Bacteria_16S 


alimentarius strain JG-100 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


alimentarius Bacteria; 
Psychrobacter. 
562080 Bacteria_16S 


strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 


Firmicutes; 
562080 Bacteria_16S 
strain SW-117 16S 
Proteobacteria; 
562080 Bacteria_16S 


Clostridia; 


4022571 4022677 3 
Proteobacteria; 
4025531 4025641 1 


Clostridiales; 
4030160 4030266 3 


4036301 4036411 2 


109 


111 


109 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


112 


complete sequence 
Halanaerobiales; 


Gammaproteobacteria; 


complete sequence 


gi|219846401 
3748871 37503 


gi| 219846356 
3809177 38107 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi|219846354 


strain CECT 4199 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219846346 
38245 
Pa 
219846334 
38411 
Halanaerobiace 

gi| 219846300 
complete sequ 


gi 


gi 


gi|219846285 
3912908 39143 


219846268 
sequence 
Rhodo 


gi 


gi|219846258 
3950287 39517 


gi|219846248 
gi|219846242 
Rhizobi 


gi|219846228 
3994645 39960 
gi|219846227 


gi| 219846226 


219846223 
40020 


gi 


gi|219846221 


gi|219846217 


Sphingomonadales; 


Erythrobacteraceae; 


Sphingomonadales; Eryth 


Sphingomonadales; 


Vibrionaceae; 


Alteromonadales; 


ref |NR_025992.1 


ref|NR_025947.1 


ref|NR_025945.1 


Aeromonadales; 
ref 


NR_025937.1 


steurellaceae; 
ref|NR_025924.1 


ae; 
ref 
ence 


NR_025890.1 
389163 


ref|NR_025875.1 
teriaceae; 
ref|NR_025858.1 

3935756 393713 
bacterales; 
ref |NR_025848.1 
eae; Shewanella. 
ref |NR_025838.1 

3965346 396678 


ref|NR_025832.1 
3974188 397555 
ales; 


ref|NR_025818.1 
85 Erythrobacter 
Erythr 


NR_025816.1 
3997630 399906 
Eryt 


ref|NR_025813.1 
46 4003543 Photob 
Photoba 
ref|NR_025811.1 

4005071 400647 
Alte 


ref|NR_025807.1 


Oceanospirillales; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 
Vibrio. 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 
Pseudomonas. 


Aeromonas 


3812327 3813828 Aeromonas 
Aeromonadaceae; 


Avibacterium volantium 


98 3826078 Avibacterium volantium 
Avibacterium. 


Halanaerobium 


23 3842666 Halanaerobium lacurosei 
Halanaerobium. 


Halomonas 
6 3893166 Halomonas 
Halomonadaceae; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 
Xenorhabdus. 


Paracoccus 
9 Paracoccus 


Rhodobacteraceae; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Novosphingobium 
8 Novosphingobium 


Sphingomonadaceae; 


Agrobacterium 
6 Agrobacterium 


Rhizobiaceae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Photobacterium 
acterium lipolyticum 
cterium. 

Salinimonas 

7 Salinimonas 
romonadaceae; 


Aeromonas molluscorum 


4008054 4009559 Aeromonas molluscorum Bacteria; 


Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


gi| 219846208 


gi| 219846206 


gi| 219846203 


Pseudomonadales; 


Aeromonas. 
ref|NR_025798.1 

4021723 402321 
Mora 


ref|NR_025796.1 


ref|NR_025793.1 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 
Clostridium. 


Shewanella marisflavi 


4029306 4030805 Shewanella marisflavi Bacteria; 


Shewanella. 


gi| 219846199 


ref|NR_025789.1 


Erythrobacter 
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cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
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07 Rhodococcus gordoniae Bacteria; 
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Mycobacteriaceae; Mycobacterium. 


Klebsiella variicola 
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Holdemania filiformis Bacteria; 
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562080 Bacteria_16S 309583 309688 6 111 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

562080 Bacteria_16S 329330 329438 2 110 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

562080 Bacteria_16S 379075 379184 1 110 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

562080 Bacteria_16S 394428 394537 1 110 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

562080 Bacteria_16S 416143 416252 1 110 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
562080 Bacteria_16S 694891 694996 2 107 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

562080 Bacteria_16S 699432 699540 3 112 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 
strain 6111 16S ribosomal RNA, partial sequence 698584 699934 Thiocystis violascens Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

562080 Bacteria_16S 717312 717417 3 108 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

562080 Bacteria_16S 783768 783877 1 110 gi| 265678523 |ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

562080 Bacteria_16S 840325 840433 2 111 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

562080 Bacteria_16S 931743 931852 1 110 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 1184292 1184397 6 111 gi|228717037|ref|NR_027558.1| Anaerotruncus 
colihominis DSM 17241 16S ribosomal RNA, partial sequence 1183485 1184849 Anaerotruncus colihominis DSM 
17241 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerotruncus. 

562080 Bacteria_16S 1303305 13034141 110 gi|219846514|ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

562080 Bacteria_16S 1383956 1384065 1 110 gi| 228716944 |ref|NR_027557.1| Roseburia intestinalis 


strain L1-82 16S 
Bacteria; 
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Bacteria; Fusobac 
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562080 Bacteria_16S 2289842 2289951 1 110 gi|219857539|ref|NR_025127.1 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 22904 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 
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Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

562080 Bacteria_16S 2817659 2817768 2 tL gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

562080 Bacteria_16S 3032477 3032586 1 110 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 3157804 3157913 1 110 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

562080 Bacteria_16S 3297201 3297310 1 110 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
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CFN 42 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; 
562080 Bacteria_16S 


252114 252222 2 110 
ribosomal RNA, partial sequence 


gi 
25 


270014 270122 3 111 


gi 


273033 273145 1 112 


gi 
Rhizobiales; Rhizobiaceae; 


483534 483642 1 109 gi 


acidaminovorans strain sr15 16S ribosomal RNA, partial 


acidaminovorans Bacteria; 
562080 Bacteria_16S 
strain 3WC2 16S ribosomal RNA, partial sequence 
Clostridia; 
562080 Bacteria_16S 
prausnitzii strai 
prausnitzii Bacteria; 
562080 Bacteria_16S 
strain CK55 16S ribosomal RNA, partial sequence 
Clostridia; 
562080 Bacteria_16S 
strain L1-92 16S 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Bacteria; 


Firmicutes; 


Collinsella. 


562080 Bacteria_16S 
mitsuokai DSM 158 
15897 Bacteria; 
562080 Bacteria_16S 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 12363 
Lachnospiraceae; 


Bacteria; 


Firmicutes; 
562080 Bacteria_16S 
heliotrinireducen 


Firmicutes; 
562080 Bacteria_16S 


Synergistetes; 


590186 590294 1 109 gi 
Clostridiales; 
594786 594890 6 


Clostridiaceae; 
110 gi 


Firmicutes; Clostridia; 
652514 652622 1 109 gi 

Clostridiales; Clostridiaceae; 
658493 658601 1 109 gi 
ribosomal RNA, partial sequence 


817461 817569 3 111 


gi 


Slackia. 
996583 996691 2 110 

ribosomal RNA, complete sequence 
Carnobacteriaceae; 
1084298 1084406 2 110 


gi 


gi 


Sphingomonadales; 


1200904 1201012 1 109 gi 


Synergistetes; Synergistia; 


1205502 1205610 3 111 


gi 
Coriobacteridae; 


1207039 1207147 3 111 


gi 


1237233 12373411 109 gi 


Clostridia; Clostridiales; 


1329314 1329422 3 111 gi 


15470 strain E7.25 16S ribosomal RNA, partial sequence 


Bacteria; 


chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingobium. 


562080 Bacteria_16S 
strain S-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
562080 Bacteria_16S 
strain PC18 16S ribosomal RNA, partial sequence 


Firmicutes; 


Firmicutes; 


Firmicutes; 
562080 Bacteria_16S 

cellulovorans str 
cellulovorans 743B Bacteria; 
562080 Bacteria_16S 


Clostridia; 


1356820 1356928 1 109 gi 
Firmicutes; 
1407826 1407934 2 


Clostridia; 


110 gi 


1413887 1413995 2 110 gi 


Sphingomonadales; 
1518479 1518587 1 109 gi 


1519991 1520099 1 109 gi 


1577409 1577513 6 110 gi 


272240 273697 Rhizo 
Rhizobium/Agrobac 


Synergistia; Synergistal 
589361 59079 
n ATCC 27768 16S ribosomal RNA, partial sequence 
Clostridiales; 
651676 65311 
657665 65912 
Clostridia; Clostridiales; Lachnospiraceae; 


562080 Bacteria_16S 
shriftii strain D 


SSE-1 16S ribosomal RNA, partial sequence 81658 
Clostridia; Halanaerobiales; Halobacteroida 
920988 921096 3 111 gi| 265678431 


s strain RHS1 16S ribosomal RNA, partial sequenc 
heliotrinireducens Bacteria; Actinobacteria; 
Coriobacteriaceae; 
562080 Bacteria_16S 
strain B1333 16S 
Lactobacillales; 
562080 Bacteria_16S 
strain Y 16S ribo 
Alphaproteobacteria; 
562080 Bacteria_16S 
colombiense DSM 1 
12261 Bacteria; 
562080 Bacteria_16S 
DSM 13279 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; 


Coriobacteridae; 


995703 99724 
Granulicatella. 


somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadaceae; 


2261 16S ribosomal RNA, partial sequence 
Synergistales; 


1204671 12061 
Coriobacteriales; 


97 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; 


Clostridiales; Veillonellaceae; 


ain 743B 16S ribosomal RNA, partial sequence 
Clostridiale 


1413085 14145 
Sphingomonadaceae; 


1517647 15191 
Clostridia; Clostridiales; Lachnospiraceae; 
562080 Bacteria_16S 
strain PC80 16S ribosomal RNA, partial sequence 1519166 15206 
Clostridia; Clostridiales; Lachnospiraceae; 


562080 Bacteria_16S 


265678894 
1300 25272 


265678880 


um strain KMTHCJT 16S ribosomal RNA, partial sequence 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacterales Family III. 


Incert 
265678878 


265678729 
sequence 
265678659 


Clostridiu 
265678656 


Rumi 
265678615 


Clostridiu 
265678610 


Anaerosti 
265678501 


Cor 


265678380 


265678320 


Sphingo 

228715386 
12000 

Synerg 


ref|NR_029202.1 


aceae; 
ref |NR_029186.1 
ae Sedis; 


ref |NR_029184.1 


terium group; 
ref |NR_029034.1 


ceae; 
ref |NR_028733.1 
e 920164 921628 


ref|NR_028682.1 


ref|NR_028622.1 


bium. 
ref|NR_027531.1 


istaceae; 


228715355 
Cori 


228715354 
12061 


219878251 


219846090 
13284 


228720131 


219846657 


224581449 


219857618 


Hespellia 
219857617 


Hespellia 


ref|NR_027527.1 
28 Collinsella 


ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref |NR_026249.1 
140703 


ref |NR_027233.1 
Sphingo 


ref|NR_025207.1 


ref |NR_025206.1 


219846510 


269183 


bium etli Bacteria; 


482698 484170 


iobacteriales; C 


gobium amiense B 


61 1201579 Aminob 
Aminob 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 
Amaricoccus. 


Thermoanaerobacterium 
270620 


Thermoanaerobacterium. 


Rhizobium etli strain 
Proteobacteria; 


Rhizobium. 


Dethiosulfovibrio 
Dethiosulfovibrio 


es; Synergistaceae; Dethiosulfovibrio. 

ref|NR_028964.1| Clostridium colicanis 

5 Clostridium colicanis Bacteria; 

m. 

ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 

nococcaceae; Faecalibacterium. 

ref|NR_028920.1| Clostridium uliginosum 

2 Clostridium uliginosum Bacteria; 

m. 

ref|NR_028915.1| Anaerostipes caccae 

0 Anaerostipes caccae Bacteria; 

pes. 

ref|NR_028804.1| Selenihalanaerobacter 


1 817998 Selenihalanaerobacter shriftii 
Selenihalanaerobacter. 


Slackia 
Slackia 
oriobacterineae; 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Sphingobium amiense 
acteria; Proteobacteria; 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Collinsella stercoris 


stercoris DSM 13279 
obacterineae; Co 


riobacteriaceae; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Parasporobacterium 
orobacterium paucivorans 
ium. 

Dialister invisus DSM 
ter invisus DSM 15470 


Clostridium 

9 Clostridium 

e; Clostridium. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


ref|NR_026102.1 


Clostridium 


papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 


2782 Bacteria; 


Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; 


Clostridium. 


562080 Bacteria_16S 1707080 1707188 1 109 gi|219878403|ref|NR_025542.1] Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 2034036 2034142 3 109 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

562080 Bacteria_16S 2336565 2336674 1 110 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

562080 Bacteria_16S 2351629 2351737 1 109 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

562080 Bacteria_16S 2435296 2435404 1 109 gi|219857431|ref|NR_025019.1| Clostridium 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 2504780 2504888 1 109 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

562080 Bacteria_16S 2515438 2515546 3 111 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

562080 Bacteria_16S 2519976 2520084 3 111 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

562080 Bacteria_16S 2530575 2530683 1 109 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 2695821 2695929 3 111 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
562080 Bacteria_16S 2855854 2855958 5 109 gi| 219856887 |ref|NR_024706.1| Pseudomonas flectens 
strain ATCC 12775 16S ribosomal RNA, partial sequence 2854985 2856506 Pseudomonas flectens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 

562080 Bacteria_16S 3008302 3008410 3 111 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

562080 Bacteria_16S 3035525 3035633 1 109 gi|219846899|ref|NR_026491.1] Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 3037048 3037156 1 109 gi|219846898|ref|NR_026490.1| Clostridium 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 3241190 3241298 3 111 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

562080 Bacteria_16S 3248810 3248918 1 109 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 3265255 3265363 1 109 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 3286492 3286600 1 109 gi|219846730|ref|NR_026322.1] Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 3298732 3298836 6 110 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain $5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

562080 Bacteria_16S 3365860 3365968 3 111 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

562080 Bacteria_16S 3374840 3374948 3 111 gi| 219846667 |ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

562080 Bacteria_16S 3501488 3501596 1 109 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 3528855 3528963 1 109 gi| 219846557 |ref|NR_026149.1] Clostridium quinii 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


Clostridium. 


CAACGGCAGGTCCGTATGCCCCGAATTCCCCGGGCTACACGCGGGCTACAATGGCCGGGACAATGGGTACCGACCCCGAAAGGGGTAGGTAATCTCCTAAACCCG 
GTCTAACCTGGGATCGAGGGCTGCAACTCGCCCTCGTGAACCTGGAATCCGTAGTAATCGCGCCTCAAAATGGCGCGGTGAATACGTCCCTGCTCCTTGCACACA 
CCGCCCGTCAAGCCACCCGAGTGGGTCATGGGTGAGGGCCGTCCCTACGGGGCGGTTCGAACCTAGGGTCCGCGAGGGGGGC TAAGTCGTAACAAGGTAACCNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCATACT 
CGTGGCGAAAAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTGAGGCTAATAGTTCATACGGGAGTCATGCTGGAATGCCGA 
CTCCCCGAAACGCTCAGGCGCTGTAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAG 
AGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGCGATAAGGGGACCCCAAGTGCGAG 
GGCATATAGTCCTCGCTTTTCTCGACTGTAAGGCGGTCGWGGAATAAGAGC TGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATGACC 
GATRTTATTGGGCCTAAAGCGTCCGTAGCCGGCCACGAAGGTTCATCGGGAAATCCGCCAGCTCAACTGGCGGGCGTCCGGTGAAAACCACGTGGCTTGGGACCG 
GAAGGCTCGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGGGACG 
AAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAG 
CCGAGAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAAC 
GCCGGACATCTCACCAGCTCCGACTATAGTAATGACGGTCAGGTTGATGACCTTACCACGACGCTATAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTG 
AGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTTCTAATTGCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCGGA 
GGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGTCGAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAAT 
CTCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCCCTGC 
TCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGT 
AGCCGTAGGGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCCGGTTGATCCTGCCGGAGGCCACTGCTATCGGGGTTCGAT 
TAAGCCATGCGAGTCGAGAGGTGCAAGACCTCGGCGCACTGCTCAGTAACACGTGGATAACCTACCCTCAGGTGGGGGATAACCCCGGGAAACTGGGGATAATAC 
CCCATAGACCAGGGACGCTGGAATGCCCCCTGATCGAAAGGTCCGCCGCCTGAGGATGGGTCTGCGGCCGATTAGGTTGTTGTTGGGGTAACGGCCCAACAAGCC 
TTTGATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGATTCTGAGACACAAATCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCGAGAA 
ATCGTGATAAGGGAACCCCGAGTGCCCGTAAATTCGGGCTGTCCATCAGCGTAAAAAACTGGTGAAGAAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAA 
TACCGGCGGCTCGAGTGGTGGCCACTATTACTGGGCTTAAAGCGTCCGTAGCTGGATTGTTAAGTCTCTTGGGAAATCCGCCGGCTTAACCGGCGGGCGTTCAGG 
AGAAACTGGCAATCTAGGGACCGGGAGAGGTGAGAGGTACTCCAGGGGTAGGAGTGAAATCCTGTAATCCTTGGGGGACCACCTGTGGCGAAGGCGTCTCACTAG 
AACGGCTCCGACAGTGAGGGACGAAAGC TGGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCAGCTGTAAACGATGCGCGTTAGGTGTATCGGTGACCACGA 
GTCATCGAGGTGCCGAAGGGAAACCGTGAAACGTGCCGCCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAG 
CCTGCGGTTTAATTGGACTCAACGCCGGGAAGCTCACCGGATAAGACAGCTGGATGATAGCCGGGCTGAAGACTCTGCTTGACTAGCTGAGAGGAGGTGCATGGC 
CGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCCAGCGTATCCTCCGGGATGACGGGGACACTGTTGGG 
ACCGCCTCTGCTAAAGAGGAGGAAGGAATGGGCAACGGTAGGTCAGCATGCCCCGAATTATCCGGGCTACACGCGGGCTACAATGGTCAGGACAATGGGTATCGA 
CACCGAGAGGTGAAGGCAATCTCCTAAACCTGATCGTAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGAATCCGTAGTAATCGCGTTTCAAAATAG 
CGCGGTGAATATGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCACCCGAGTGGGGTCTTGATGAGGCTGCGGTTGCCGCCGTGGTCGAATCTAGGTTCCGCA 
AGGGGGGTTAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGGTCATTGCTATTGGAGTCCGATTTAGC 
CATGCTAGTTGCACGAGTTTAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTCTGGACGCGGATAACCTCGGGAAACTGAGGCTAATCCGTGA 
TACGATTCTCAGCCTGGAAGTGGCGAGAATCCGAAACGCTCCGGCGCCAGAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGA 
TAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAG 
TGCGATAAGGGGACTCCGAGTGCGAGGGCATATCGTCCTCGCTTTTCACTACCGTAAGGTGGTAGYGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGG 
TAATACCGGCAGCACGAGTGATGACCGCTCTTATTGGGCCTAAAGCGTCCGTAGCTGGCCTTGCAAGTCCATCGGGAAATCCGCGCGCTCAACGCGCGGGCGTCC 
GGTGGAAACTGYRGGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTG 
GAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGCCACAGGCTA 
CGAGCCTGTGGTGTGCCGCAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAG 
GAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAGTAGCTGTGACGGTCAGTGTGATGAGCTTACTAGAGCTACTGAGAGGAGGTGCA 
TGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGTCCCTAATTGCCAGCAACACCCTTGYGGTGGTTGGGTACATTA 
GGGAGACTGCCAGTGCCAAACTGGAGGAAGGAATGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCGAGACAGTGGGA 
TGCTATCCCGAAAGGGAACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAG 
AAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCACTGTATAGTGGTCGAATCTGGGCTCCGC 
AAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGGTCATTGCTATT 
GGAGTCCGATTTAGCCATGCTAGTTGCACGAGTTTAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTCTGGACGCGGATAACCTCGGGAAACT 
GAGGCTAATCCGTGATAGCGTTCCCACGCTGGAGTGCGGGGAACGTGAAACGTTCAGGCGCCAGAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACG 
GCCCACCGTGCCAGTAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTT 
ACACTGCACGAGAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTCACCACCGTAAGGTGGTGGTGGAATAAGTGCTGGGCAAGACCGGT 
GCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCAGGCAAGTCCATCGGGAAATCCGCGTGCTTA 
ACGCGCGGGCGTCCGGTGGAAACTGCGTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGG 
CGAAAGCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGG 
TGTGCCACAGGCTACGAGCCTGTGGTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAG 
CACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAGTAGGAGTGACAGTCAGTTTGATGAGCTTACTAGACCTAC 
TGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACGTCCCTAATTGCCAGCAGCACCCTTGTGGT 
GGCTGGGTACATTAGGGAGACTGCCAGTGCTAAACTGGAGGAAGGAATGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGG 
TCACGACAGTGGGATGCTATCCCGAGAGGGAACGCTAATCTCCGAAACGTGATCGTAGTTCGGATTGTGGATTGAAACTCATCCACATGAAGCTGGATTCGGTAG 
TAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCCGGTTTCCGGGTCGA 
ATCTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
ATTCCGGTTGATCCTGCCGGAGGCCATTGCTATTGGGATTCGATTTAGCCATGCTAGTCGTACGAGTTCATACTCGTGGCGAATAGCTCAGTAACACGTGGCCAA 
ACTACCCTTCGGAGCACAATACCCTCGGGAAACTGAGGCTAATAGTGCATACCACAGTCCACCTGGAATGAGGATTGTGCCAAACGCTCCGGCGCCGAAGGATGT 
GGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCAATAATCGGTACGGGTCATGAGAGTGAGAACCCGGAGACGGAATCTGAGACAAGATTCC 
GGGCCCTACGGGGCGCACAGGCGCGAAACCTTTACACTGCACGACAGTGGAATAGGGGGATCCCAAGTGCACAGGCATAGCGCCTGTGCTTTTCGGTACCGTAAG 
GTGGTACCAGAATAAGGGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCCCAAGTGATGGCCGATCTTATTGGGCCTAAAGCGTCCGTAGCTGG 
CCGCGCAAGTCCATCGGGAAATCCACCTGCTCAACAGGTGGGCGCCCGGTAGAAACTGCGTGGCTTGGGACCGGAAGGCGCGACGGGTACGTCCGGGGTAGGAGT 
GAAATCCCGTAATCCTGGACGGACCGCCGATGGCGAAAGCACGTCGCGAGGACGGATCCGACAGTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCC 
GGGTAGTCCTGGCCGTAAACAATGTCTGTTAGGTGTGGCTCCCGCTACGAGCGGGTGCTGTGCCGTAGGAAGCCGC TAAACAGACCGCCTGGGAAGTACGTCCGC 
AAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACTGTAATAAT 
GACGATCAGGTTGATGACCTTATCCGAGTTTCAGAGAGGAGGTGCATGGCCGCCGTCAACTCGTACCGTGAGGCGTCCTGTTAAGTCAAGCAACGAGCGAGACCC 
GCATCCTTACTTGCCAGCAGTACCGCGAGGTTACTGGGGACAGTAGGGGGACCGCCGTGGC TAACACGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCG 
AATGTGCTGGGCAACACGCGGGCTACAATGGTCGAGACAAAGGGTTCCAACTCCGAAAGGAGACGGTAATCTCAGAAACTCGATCGTAGTTCGGATTGTGGGCTG 
CAACTCGCCCACATGAAGCTGGATTCGGTAGTAATCGCGTGTCACAAGCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTG 


562080 Bacteria_ 


strain IndiB4 16S 
Clost 


Firmicutes; 
562080 Bacteria_ 


pasteurianus stra 
pasteurianus Bact 


Acetobacter. 
562080 Bacteria_ 


strain BL 70/20 1 
Clost 


Firmicutes; 
562080 Bacteria_ 


cellobioparum str 
cellobioparum Bac 


562080 Bacteria_ 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


562080 Bacteria_ 


strain LK6 16S ri 
G 


Proteobacteria; 
562080 Bacteria_ 


AS145 16S ribosomal RNA, partial sequence 


16S 3551937 3552045 3 111 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 3591486 3591594 3 111 gi 
in LMD 22.1 16S ribosomal RNA, partial 


eria; Proteobacteria; Alphaproteobacte 


gi 


fe 


r 


16S 3593012 35931201 109 gi 


bosomal RNA, complete sequence 


219846542 
3551089 35526 


219846515 


219846513 
6S ribosomal RNA, partial sequence 3592199 35936 


3651286 36527 


ref |NR_026134.1 


aloramato 


s 
i 


equence 
a; Rhodo illales 


ref |NR_026105.1 


76 Methylocaldum 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 3594549 3594653 6 110 gi|219846512|ref|NR_026104.1| Clostridium 

ain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 

teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 3623051 3623157 3 109 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
ulosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
tuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 

; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

16S 3652156 3652263 2 109 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 


tepidum Bacteria; 


ammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 
16S 3788894 3789002 2 110 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 


Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

562080 Bacteria_16S 3901616 3901723 3 110 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

562080 Bacteria_16S 3903140 3903247 3 110 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 


strain IFO 15965 


strain 50-1 BON 1 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 
Mahella. 
562080 Bacteria_16S 4238313 4238421 3 111 gi| 219846043 |ref|NR_025633.1 


strain R18165 16S 


k 


4076935 4077043 3 111 gi 


ribosomal RNA, complete sequence 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
562080 Bacteria_16S 219846168 


6S ribosomal RNA, partial sequence 4076074 40776 


4237444 42389 


ineae; Cr sporangiacea 


NR_025758.1 


ypto 
ref 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
562080 Bacteria_16S 41659 41765 3 109 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

562080 Bacteria_16S 65996 66103 3 110 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

562080 Bacteria_16S 99190 99296 3 109 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
562080 Bacteria_16S 109803 109910 3 110 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

562080 Bacteria_16S 119137 119244 3 110 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

562080 Bacteria_16S 126777 126884 3 110 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
562080 Bacteria_16S 134397 134504 3 110 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

562080 Bacteria_16S 135878 135985 3 110 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

562080 Bacteria_16S 137345 137452 3 110 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

562080 Bacteria_16S 138904 139011 3 110 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
562080 Bacteria_16S 140433 140540 3 110 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 


strain ST50 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 


ibosomal RNA, partial sequence 


Sanguibacterac 


139582 141058 Sanguibacter inulinus Bacteria; 
Micrococcineae; 


eae; Sanguibacter. 


562080 Bacteria_1 


strain 55134 16S 


Kineosporiaceae; 


562080 Bacteria_1 
helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter. 
562080 Bacteria_1 


1721-77 16S ribos 


Gammaproteobacter 
562080 Bacteria_16S 
strain Fowl 16S r 
G 
562080 Bacteria_16S 
strain 50 16S rib 
G 
562080 Bacteria_16S 
strain PB 1 16S r 
G 
562080 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


398 16S ribosomal 


Gammaproteobacter 
562080 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; 


japonicum strain 


japonicum Bacteri 


Cryptosporangium. 


562080 Bacteria_16S 


strain MB312 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
562080 Bacteria_16S 


strain YIM 70081 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


562080 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


562080 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


562080 Bacteria_16S 


strain XILO8 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 


562080 Bacteria_16S 


strain YIM 70085 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


562080 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


562080 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


562080 Bacteria_16S 


strain QH3A7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


6S 144950 145057 3 110 
ribosomal RNA, partial sequence 


gi 


6S 147857 147964 3 110 gi 
n Ra 333 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 

6S 160218 160325 3 110 gi 
SM 20419 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


, 


6S 167923 168029 3 

omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
169447 169553 3 109 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


109 gi 


gi 


170923 171029 3 109 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 

172433 172539 3 109 gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
173941 174047 3 109 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
175449 175555 3 109 gi 


ammaproteobacteria; Vibrionales; Vibri 
343222 343329 3 110 gi 
YU 636-3 16S ribosomal RNA, partial se 


352155 352262 3 110 
ribosomal RNA, partial sequence 


gi 


359510 359617 3 110 gi 


361056 361163 3 110 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


377551 377658 3 
complete sequence 
Actinomycetales; Micrococcineae; Micr 
402092 402199 3 110 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 

406727 406834 3 
ribosomal RNA, 


110 gi 


a 
110 
complete sequence 


gi 


422183 422290 3 110 gi 


426889 426996 3 110 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 
429976 430083 3 110 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


466737 466844 3 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
489788 489895 3 110 

ribosomal RNA, complete sequence 


110 gi 


gi 


144082 14559 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_1 
aurantiacus strai 
aurantiacus Bacte 


167046 168502 Vibri 


170036 17150 


171556 17300 


173054 174520 Vibri 


6S ribosomal RNA, partial sequence 174571 17599 


a; Actinobacteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_16S 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_16S 


465880 467346 Rothi 


265678966 


onaceae; V 
265678948 


rio. 
265678946 


376697 378215 Agromyces 


494438 494545 3 110 gi 


ref|NR_029274.1| Jonesia denitrificans 
5 Jonesia denitrificans Bacteria; 


ococcineae; Jonesiaceae; Jonesia. 
265678964|ref|NR_029272.1| Kineococcus 
quence 147044 148460 Kineococcus 
Actinomycetales; Kineosporiineae; 
265678956|ref|NR_029264.1| Pseudoclavibacter 
quence 159387 160848 Pseudoclavibacter 
tinomycetales; Micrococcineae; Microbacteriaceae; 
265678951|ref|NR_029259.1| Vibrio mimicus strain 
o mimicus Bacteria; Proteobacteria; 
265678950|ref|NR_029258.1| Vibrio metschnikovii 
168553 169985 Vibrio metschnikovii Bacteria; 
onaceae; Vibrio. 
265678949|ref|NR_029257.1| Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 
ibrio. 
ref|NR_029256.1| Vibrio gazogenes 
3 Vibrio gazogenes Bacteria; 


onaceae; Vibrio. 
265678947|ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 


kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 


onaceae; Vibrio. 
265678829 |ref|NR_029134.1| Cryptosporangium 
quence 342395 343854 Cryptosporangium 
ales; Frankineae; Cryptosporangiaceae; 
265678823|ref|NR_029128.1| Rhodobium orientis 
351363 352770 Rhodobium orientis Bacteria; 
biaceae; Rhodobium. 
265678815|ref|NR_029120.1| Nesterenkonia lutea 
4 Nesterenkonia lutea Bacteria; 
ococcineae; Micrococcaceae; Nesterenkonia. 
265678814|ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
265678803 |ref|NR_029108.1] Agromyces ulmi strain 
ulmi Bacteria; Actinobacteria; 
obacteriaceae; Agromyces. 
265678787 |ref|NR_029092.1| Agromyces cerinus 
artial sequence 401266 402730 Agromyces 
obacteridae; Actinomycetales; Micrococcineae; 
265678784 |ref|NR_029089.1| Xylanibacterium ulmi 
405881 407393 Xylanibacterium ulmi Bacteria; 
ococcineae; Promicromonosporaceae; 
265678773|ref|NR_029078.1| Yaniella halotolerans 
0 Yaniella halotolerans Bacteria; 
ococcineae; Yaniellaceae; Yaniella. 
265678770|ref|NR_029075.1| Nesterenkonia 
1 sequence 426041 427535 Nesterenkonia 
e; Actinomycetales; Micrococcineae; 
265678768 |ref|NR_029073.1| Nesterenkonia 
sequence 429128 430610 Nesterenkonia 
; Actinomycetales; Micrococcineae; Micrococcaceae; 
265678740|ref|NR_029045.1| Rothia amarae strain 
a amarae Bacteria; Actinobacteria; 
ococcaceae; Rothia. 
265678725|ref|NR_029030.1| Jonesia quinghaiensis 
488917 490451 Jonesia quinghaiensis Bacteria; 
ococcineae; Jonesiaceae; Jonesia. 
265678722 |ref|NR_029027.1| Arthrobacter 


493586 495067 Arthrobacter 


kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


562080 Bacteria_16S 495943 496050 3 


110 


gi| 265678721 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 


gangotriensis Bacteria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 
562080 Bacteria_16S 596275 596382 3 
strain CCUG 42773 


562080 Bacteria_16S 641933 642040 3 


lacusekhoensis strain EL-30 16S ribosomal RNA, 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Nesterenkonia. 
562080 Bacteria_16S 646631 646738 3 
strain CMS90 16S 


562080 Bacteria_16S 648163 648270 3 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocur 
Actinomycetales; Micrococcineae; Micr 


Actinobacteridae; 


562080 Bacteria_16S 675152 675259 3 


strain W16 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 696456 696563 3 


PB90-1 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


110 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


110 


110 


110 


110 


110 


Opitutae; Opitutales; Opitutaceae; Opitutus. 


562080 Bacteria_16S 706632 706735 6 
strain 111-35 16S 
Firmicutes; 
562080 Bacteria_16S 
histaminiformans 
histaminiformans Bacteria; Firmicutes; 


562080 Bacteria_16S 782210 782317 3 


735691 735798 3 


cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 


Promicromonosporaceae; Xylanimonas. 
562080 Bacteria_16S 846420 846523 6 


109 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


110 


strain MR2 16S ribosomal RNA, partial 
Clos 


Clostridia; 
110 


109 


strain 19 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
562080 Bacteria_16S 852255 852362 3 


radiotolerans strain SRS30216 16S ribosomal RNA, partia 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 


Kineosporiaceae; Kineococcus. 
562080 Bacteria_16S 885561 885668 3 


strain VKM Ac-1799 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Rathayibacter. 


562080 Bacteria_16S 887095 887202 3 


strain VKM Ac-1804 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 890106 890213 3 


110 


110 


110 


110 


partial 


gi 


265678623 
sequence 


gi 


gi| 265678620 


645783 64725 


gi| 265678619 


gi| 265678599 


674316 67581 


gi|265678585 


695588 697067 Opitutus 


gi|265678578 


705889 70720 


Dorea. 
265678558 
sequence 


gi 


265678524 
sequence 


gi 


gi|265678482 


845553 84708 
Clostridiaceae; 


gi| 265678478 


gi| 265678454 


gi| 265678453 


gi| 265678451 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 


catellatispora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
903921 904028 3 


Thermomonosporaceae; 
562080 Bacteria_16S 
strain Greoux 11 
Bacteria; 
562080 Bacteria_16S 911655 911762 3 
VKM Ac-1401 16S ribosomal RNA, partial 


562080 Bacteria_16S 
strain LSv21 16S 
Proteobacteria; Deltaproteobacteria; 
562080 Bacteria_16S 
strain YLM-32 16S 


922567 922668 2 


1076825 1076932 3 


109 


D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


110 
sequence 


103 


ribosomal RNA, partial sequence 


110 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


562080 Bacteria_16S 1102440 1102547 3 


110 


strain 14 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


562080 Bacteria_16S 1114682 1114789 3 


110 


strain I-132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 265678442 


gi| 265678437 


910794 91228 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi| 265678430 


921679 92319 
Desulfobacterales; 


gi| 265678325 


1075986 10774 
Micr 


gi| 265678308 


1101592 11031 
Micr 


gi| 265678299 


265678655 
59545 


Actino: 


ococcineae; 


ococcaceae; 


ococcineae; 


tridiales; 


1 sequence 
e; Actinomycet 


88470 
Micrococ 


88624 
ococcineae; 


90307 


ococcineae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Vei 
ref 


ref 


ref 


ref 


ref 


Mi 
ref 


ref 


ref 
Mi 
ref 
ref 
Ra 


ref 


ref 


495118 49657 
e; Actinomycetales; 


5 596820 Actin 


641107 642573 
mycetales; 


9 Arthrobacter 


Micrococcaceae; 


0 Dermatophilus 
Dermatophilaceae; Dermatophilus. 


734793 736329 
llonellaceae; 


781358 782875 
Actinomyc 


851409 852783 


1 886196 Rathay 


7 887732 Agreia 


889276 890727 
Actinomyce 


2 904507 Legion 


Legione 


8 Desulfofrigus 
Desulfobacter 


NR_029026.1 


NR_028960.1 


NR_028928.1 


NR_028925.1 


NR_028924.1 


NR_028904.1 


NR_028890.1 


NR_028883.1 


NR_028862.1 


NR_028828.1 
etales; 


NR_028785.1 


NR_028781.1 


ales; Kineos 


NR_028756.1 
cineae; Micr 
NR_028755.1 


crobacteriac 
NR_028753.1 


tales; Strep 
NR_028744.1 


llaceae; Leg 
NR_028739.1 


crobacteriac 
NR_028732.1 


aceae; Desul 
NR_028627.1 


robacteracea 
NR_028610.1 


Arthrobacter 


1 Arthrobacter 
Micrococcineae; 


Actinomyces funkei 


omyces funkei Bacteria; 
nomycineae; Actinomycetaceae; Actinomyces. 


Nesterenkonia 
Nesterenkonia 


Micrococcineae; 


Arthrobacter roseus 


roseus Bacteria; 


Arthrobacter. 
Kocuria polaris strain 


ia polaris Bacteria; Actinobacteria; 
Kocuria. 


Dermatophilus chelonae 
chelonae Bacteria; 


Opitutus terrae strain 


terrae Bacteria; Verrucomicrobia; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Allisonella 
Allisonella 
Allisonella. 
Xylanimonas 
Xylanimonas 


Micrococcineae; 


Clostridium scindens 


1 Clostridium scindens Bacteria; 
Clostridium. 


Kineococcus 
Kineococcus 
poriineae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Actinomadura 
Actinomadura 
tosporangineae; 


Legionella gresilensis 
ella gresilensis 
ionella. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 
ococcineae; 


eae; Leifsonia. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Rarobacter incanus 


78 Rarobacter incanus Bacteria; 
ococcineae; 


e; Rarobacter. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
Microbacteriac 


eae; Agromyces. 


NR_028600.1 


Kineosporia rhamnosa 


1113840 1115313 Kineosporia rhamnosa Bacteria; 


Kineosporiineae; Kineosporiaceae; Kineosporia. 


562080 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
562080 Bacteria_16S 
CMS 81 16S riboso: 


Actinobacteridae; 


562080 Bacteria_16S 
CMS 76r 16S ribos 


Actinobacteridae; 


562080 Bacteria_16S 


multipartita DSM 


44233 Bacteria; Actinoba 


Nakamurella. 


562080 Bacteria_16S 
DSM 43833 16S rib 
Bacteria; Actinob 


Thermobispora. 


562080 Bacteria_16S 


strain Cal06 16S 


1116208 1116315 3 110 
ribosomal RNA, partial sequence 


gi 


1137322 1137429 3 
mal RNA, complete sequence 
Actino: 


110 gi 


1138873 1138980 3 
omal RN 
Actino: 


110 gi 


1161562 1161669 3 
44233 1 


110 gi 


cteria; 


1170672 1170779 3 
osomal RNA, partial sequence 


110 gi 


1217520 1217627 3 110 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 


strain Se-3111 16 


1221992 1222099 3 110 
S ribosomal RNA, partial sequence 


gi 


cteridae; Actinomycetales; Kine 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actin 


acteria; Actinobacteridae; Actinomycet 


265678298 


1115364 11168 
osporiinea 


253680765 


1136447 1137959 Leifs 
mycetales; Micrococcineae; Micr 


obacteriac 
253680764 


A, complete sequence 1138010 1139535 Leifs 
mycetales; Micrococcineae; Micr 


obacteriac 
228721225 
nce 11607 
omycetales 


228719618 


1169826 11712 
Pseu 


ales; 


219878473 


1216681 12181 


ococcineae 
219878356 


1221167 12226 


ref|NR_028599.1 
e; K 
ref 
onia 
eae; 
ref 
onia 


ineosporiace 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
eae; Leifsonia. 
ref|NR_027604.1 
39 1162206 Nakamu 
Frankineae; Na 


, 


ref|NR_027583.1 
94 Thermobispora 
donocardineae; P 


ref|NR_025612.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_025495.1 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Thermobispora bispora 
bispora DSM 43833 


seudonocardiaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 


’ 


Arthrobacter. 
Salana multivorans 


13 Salana multivorans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

562080 Bacteria_16S 1226542 1226649 3 110 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

562080 Bacteria_16S 1261231 1261338 3 110 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

562080 Bacteria_16S 1333994 1334101 3 110 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

562080 Bacteria_16S 1349296 1349403 3 110 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

562080 Bacteria_16S 1355367 1355473 3 109 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

562080 Bacteria_16S 1401941 1402048 3 110 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

562080 Bacteria_16S 1409380 1409483 6 109 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 1421500 1421607 3 110 gi|224581444|ref|NR_027226.1| Arthrobacter 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
562080 Bacteria_16S 
aerolata strain V 


Bacteria; Actinob 


Promicromonospora. 
562080 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
562080 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


562080 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


562080 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1449288 1449395 3 110 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1453733 1453840 3 110 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1458159 1458266 3 110 gi 
LcCDcC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


1476305 1476411 3 109 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1502006 1502113 3 110 gi 
16S ribosomal RNA, complete sequence 


1 sequence 
ridae; Act 


224581421 
ce 14484 
ales; Micr 


224581418 
1 sequence 
ridae; Act 


224581414 
al sequenc 
Actinomyce 


219878445 
1 sequence 
; Actinomy 
mplex (MAC 
219846604 


1420664 14221 
inomycetales; M 


6 
aE 


ref|NR_027202.1 
60 1449852 Promic 
ococcineae; Prom 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref|NR_025584.1 
1475465 147693 
cetales; Coryneb 


yee 


4 Arthrobacter 
crococcineae; 


Promicromonospora 
romonospora aerolata 
icromonosporaceae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


ref|NR_026196.1 


Sinomonas atrocyanea 


1501162 1502633 Sinomonas atrocyanea Bacteria; 


Sinomonas. 


562080 Bacteria_16S 1605154 1605261 3 110 gi|219878474|ref|NR_025613.1 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
562080 Bacteria_16S 1606695 1606802 3 110 gi|219878472|ref|NR_025611.1 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 160731 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 

562080 Bacteria_16S 1615612 1615719 2 109 gi|219878466|ref|NR_025605.1 


strain CM243 16S 


strain R2014 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
562080 Bacteria_16S 


strain R5292 16S 


ribosomal RNA, partial sequence 
au 
1626206 1626313 3 110 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Arsenicicoccus. 
1668947 1669054 3 110 
ribosomal RNA, partial sequence 


s 
Ac 


gi 


Acti 
gi 


no 
1682595 1682702 3 110 
ribosomal RNA, partial sequence 


1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
562080 Bacteria_16S 
bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 
562080 Bacteria_16S 


219878459 


219878429 
1668114 16695 


219878420 
1681727 16832 


lobacteraceae; Woodshole 
ref|NR_025598.1 
1625384 162685 


tales; Micrococc 


equence 
tinomyce 


ref|NR_025568.1 


; Ac 
ref 


mycineae tinomycetace 


NR_025559.1 


Arthrobacter mysorens 


mysorens Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


’ 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 

Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
562080 Bacteria_16S 1735975 1736082 3 110 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

562080 Bacteria_16S 1739020 1739127 3 110 gi|219878382|ref|NR_025521.1| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

562080 Bacteria_16S 1770908 1771014 3 109 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

562080 Bacteria_16S 1799560 1799667 3 110 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

562080 Bacteria_16S 1805752 1805859 3 110 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

562080 Bacteria_16S 1807290 1807397 3 110 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 


strain DSM 46000 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
562080 Bacteria_16S 1811871 1811978 3 110 gi|219878328|ref|NR_025467.1 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequ 


Curtobacterium flaccumfaciens pv. 


Actinomycetales; 


562080 Bacteria_16S 


strain P 297/02 1 


strain P 229/10 1 


molinativorax str 
molinativorax Bac 
Microbacteriaceae 


562080 Bacteria_16S 


strain vc 5 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis 
562080 Bacteria_16S 1848600 1848707 3 110 gi|219878303|ref|NR_025442.1 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 184924 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
Actinomycetaceae; Arcanobacterium. 

562080 Bacteria_16S 1874381 1874488 3 110 gi| 219878285 |ref|NR_025424.1 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 187493 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Arthrobacter. 

562080 Bacteria_16S 1900621 1900728 3 110 gi|219878263|ref|NR_025402.1 


humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 


flacc 
Micrococcineae; Microbacteriaceae; 
1819547 1819654 3 110 


Curto 


gi 


oc 


1822605 1822712 3 110 gi 


ibosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1806449 18079 


219878323 
6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_16S 219878321 
6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 


ococcineae; Microbacteriac 

1834737 1834844 3 110 gi|219878312|ref|NR_025451.1 

ain ON4 16S ribosomal RNA, partial sequence 1833888 183531 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
; Gulosibacter. 

1845539 1845646 2 109 gi| 219878305 |ref|NR_025444.1 


1844748 18461 


bacterium. 
ref |NR_025462.1 
91 Plantibacter 
occineae; Microbacteriac 


ref |NR_025460.1 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Curtobacterium 
ence 1811040 1812516 


umfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Gulosibacter 

7 Gulosibacter 

occineae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Ornithinimicrobium 


1899804 190110 


9 Ornithinimicrobium 


humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiacea 


e; Ornithinimicrobium. 


562080 Bacteria_16S 1902010 1902117 3 110 gi|219878262|ref|NR_025401.1] Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

562080 Bacteria_16S 1907719 1907826 3 110 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
562080 Bacteria_16S 1910709 1910816 3 110 gi| 219878256 |ref|NR_025395.1] Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

562080 Bacteria_16S 1932218 1932325 3 110 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

562080 Bacteria_16S 1938189 1938296 3 110 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

562080 Bacteria_16S 1952017 1952124 3 110 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
562080 Bacteria_16S 1954953 1955060 3 110 gi|219878225|ref|NR_025364.1]| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

562080 Bacteria_16S 1957911 1958018 3 110 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
562080 Bacteria_16S 1959467 1959574 3 110 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
562080 Bacteria_16S 1980742 1980849 3 110 gi|219878208|ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

562080 Bacteria_16S 2013238 2013345 2 109 gi| 219878187 |ref|NR_025326.1| Hyphomonas 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 


jannaschiana Bact 


562080 Bacteria_16S 


strain DSM 2665 1 


strain MCS 25 16S 


antarcticus strai 
Bacteria; Actinob 


562080 Bacteria_16S 


strain YIM 21741 


562080 Bacteria_16S 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


eria; Proteobacteria; Alphaproteobacteri 


2014698 2014805 2 109 gi 


YP 
2017658 2017765 2 109 


ribosomal RNA, partial sequence 


gi 


yp 
2066345 2066452 3 110 gi 


n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
2228722 2228829 3 110 gi 


ce 
al 


219878186 
6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
562080 Bacteria_16S 219878184 
2016867 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


562080 Bacteria_16S 219878146 


219857580 
16S ribosomal RNA, partial sequence 2227890 22293 


Rh bact 


ref 


a; odo erales; Hyph 
NR_025325.1 
153 


ada 


; Hyphomonas 
NR_025323.1 


homon ceae 
ref 
182 


ada 


ceae; Maricauli 
ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025168.1 


homon 


20655 


es; Micr 


omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
s. 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
2257656 2257763 3 110 gi|219857561|ref|NR_025149.1| Streptomyces 
n YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
2268595 2268702 2 109 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 


562080 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


562080 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


562080 Bacteria_16S 


sulfonivorans str 
sulfonivorans Bac 
Micrococcaceae; A 


562080 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 
Micrococcaceae; A 


osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2283845 2283951 3 109 gi 
bosomal RNA, partial sequence 


D 


562080 Bacteria_16S 


strain K265 16S r 


2267708 22692 


219857544 
2282981 22844 


esulfobacteraceae; Desul 
ref|NR_025132.1 


79 Methylobacter 


ibosomal RNA, partial sequence 


ammaproteobacteria; Methylococcales; Methylococcaceae; Methyloba 

2347138 2347245 3 110 gi|219857496|ref|NR_025084.1 
ain ALL 16S ribosomal RNA, partial sequence 2346319 234777 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
rthrobacter. 

2348647 2348754 3 110 gi|219857495|ref|NR_025083.1 
rain TGA 16S ribosomal RNA, partial sequence 2347826 234928 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
rthrobacter. 

2360833 2360940 3 110 gi| 219857487 |ref|NR_025075.1 


26 Desulfofaba hansenii Bacteria; 


fofaba. 

Methylobacter marinus 
marinus Bacteria; 
cter. 

Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Subtercola frigoramans 


2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Subtercola. 


562080 Bacteria_16S 


strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


562080 Bacteria_16S 


2362351 2362458 3 


2401757 2401864 3 


110 


110 


gi|219857486 
2361525 23629 


gi] 219857459 


kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 


kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
562080 Bacteria_16S 


2455162 2455269 3 


110 


gi] 219857415 


psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


562080 Bacteria_16S 


pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Xylanimicrobium. 
562080 Bacteria_16S 
chlorophenolicus 


2513919 2514026 3 


2516945 2517052 3 


Micrococcaceae; Arthrobacter. 


562080 Bacteria_16S 


2536637 2536744 2 


110 


110 


109 


strain SCH-89 16S ribosomal RNA, partial sequence 


562080 Bacteria_16S 


2537995 2538102 2 


109 


strain VP-6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


562080 Bacteria_16S 


2539400 2539507 2 


109 


strain VP-5 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


562080 Bacteria_16S 


2540730 2540837 2 


109 


strain MHS-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


562080 Bacteria_16S 


2542135 2542242 2 


109 


strain MHS-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


562080 Bacteria_16S 


Al1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 
562080 Bacteria_16S 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


Microbacteriaceae; 
562080 Bacteria_16S 


minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 
Cryptosporangium minutisporangium Bacte 
Cryptosporangiaceae; Cryptosporangium. 


Frankineae; 
562080 Bacteria_16S 
strain IFO 16235 


562080 Bacteria_16S 


2745569 2745676 3 


2784509 2784616 3 


2797970 2798077 3 


2840371 2840478 3 


2894384 2894491 3 


110 


2744758 2746095 Rothia aeria Bacteria 
Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


110 


110 


110 


110 


strain CM-10 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


562080 Bacteria_16S 


2895879 2895986 3 


110 


strain CM-01 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


562080 Bacteria_16S 


2897373 2897480 3 


110 


gi| 219857368 


gi| 219857366 


strain A-6 16S ribosomal RNA, partial sequence 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


gi| 219857353 
2535834 25371 


gi|219857352 
2537193 25385 


gi|219857351 
2538597 25399 


gi| 219857350 
2539981 25412 


gi|219857349 
2541332 25426 
gi|219857157 


gi| 219857127 


gi|219857118 


ria; Actinobacteria; 


gi|219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi| 219856860 
2893553 28949 


gi| 219856859 
2895048 28964 


gi|219856858 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 


tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycetocola. 


Microbacteriaceae; 
562080 Bacteria_16S 
strain IAM 14848 


562080 Bacteria_16S 
strain IAM 14851 


562080 Bacteria_16S 
strain IFO 15616 


562080 Bacteria_16S 
strain 801 


2900376 2900483 3 


2901911 2902018 3 


2903448 2903555 3 


3006818 3006925 3 


16S ribosomal RNA, partial sequence 


110 


110 


110 


110 


gi| 219856856 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


gi| 219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


gi| 219856854 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


gi|219846919 
3005987 30074 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


562080 Bacteria_16S 


3044664 3044771 3 


110 


gi|219846892 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 


Actinomycetales; 


2513094 2514560 Xylani 
Micrococcineae; 


Actinomycetales; Mic 


Actinomycetales; 


Actinomycetales; 


ref|NR_025074.1 


ref|NR_025047.1 
2400924 240237 
Streptos 


ref|NR_025003.1 
2454319 245573 


ref |NR_024956.1 


ref |NR_024954.1 
2516115 251756 


ref|NR_024941.1 


Hyphomonas 


ref|NR_024940.1 


ref|NR_024939.1 


ref|NR_024938.1 


ref |NR_024937.1 


ref|NR_024785.1 


ref|NR_024755.1 
Microco 
ref |NR_024746.1 
279714 
ref|NR_024716.1 
ref |NR_024679.1 


ref |NR_024678.1 


ref|NR_024677.1 
2896542 289798 
Micr 


ref|NR_024675.1 


ref|NR_024674.1 


ref |NR_024673.1 


ref |NR_026511.1 


; Microbacteriac 


Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Nocardiopsis 

2 Nocardiopsis 

porangineae; 


Arthrobacter 
2 Arthrobacter 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Hyphomonas. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Hyphomonas. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Rothia aeria strain 
; Actinobacteria; 


Okibacterium 
8 Okibacterium 
ccineae; 


Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


Agromyces luteolus 


12 Agromyces luteolus Bacteria; 
ococcineae; Microbacteriac 


eae; Agromyces. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 
Micrococcineae; Microbacteriac 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 
Micrococcineae; Microbacteriac 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 


ref|NR_026484.1 
3043846 304530 


Rarobacter 
9 Rarobacter 


faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Rarobacteraceae; 


562080 Bacteria_16S 
HKI 0125 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


hortensis strain 


hortensis Bacteri 
Intrasporangiaceae; 
562080 Bacteria_16S 
strain TA68 16S r 


strain TAGA27 16S 


strain F98.3HR69 


strain HK1 0089 1 


strain DSM 44267 


singulare strain 
singulare Bacteri 


Rarobacter. 
3046196 3046303 3 


Ornithinicoccus. 
3092867 3092974 3 


3094386 3094493 3 


3098968 3099075 3 


3133413 3133520 3 


3153067 3153174 3 


3179040 3179146 3 


Corynebacteriaceae; Corynebacterium. 


562080 Bacteria_16S 


strain M408/89/1 


3201896 3202002 3 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 


110 


110 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 


110 


110 


110 


109 


109 


gi| 219846891 


gi|219846860 
3092041 30935 


gi|219846859 
3093562 30950 


gi|219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 


gi| 219846833 


6S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 


gi| 219846820 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
562080 Bacteria_16S 
IBS B52218 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


219846802 
sequence 


gi 


gi| 219846787 


16S ribosomal RNA, partial sequence 3201064 32024 


inomycet 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacterium. 


562080 Bacteria_16S 


strain DSM 11140 


strain DSM 9580 1 


strain DSM 7083 1 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


562080 Bacteria_16S 
43110 16S ribosomal RNA, partial sequence 33951 
acteria; Actinobacteridae; Actinomycetales; 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


562080 Bacteria_16S 


strain DSM 43852 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


562080 Bacteria_16S 


strain DSM 20167 


strain DSM 20119 


strain DSM 20138 


3225981 3226088 3 


3351898 3352005 3 


3356545 3356652 3 


3358108 3358215 3 


Brachybacterium. 
3396014 3396121 3 


3397519 3397626 3 


3399044 3399151 3 


3400578 3400685 3 


3402104 3402211 3 


3403644 3403751 3 


110 


110 


110 


110 


110 


110 


110 


110 


110 


110 


gi|219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 


gi| 219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 


gi|219846679 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 
562080 Bacteria_16S 
ain DSM 9573 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


219846678 
sequence 


gi 
219846648 


gi 


gi| 219846647 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 
n DSM 20647 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi| 219846646 
Actinomyc 


gi|219846645 


16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 


gi|219846644 


16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
562080 Bacteria_16S 


gi| 219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ref 


ref 


ref 


ref 


ref 


ref 


Ce 


etal 


ref 


Mi 
ref 


Mi 
ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


562080 Bacteria_16S 


histidinolovorans 
histidinolovorans 


3405174 3405281 3 


Micrococcaceae; Arthrobacter. 


562080 Bacteria_16S 


3406700 3406807 3 


110 


110 


gi|219846642 


Act 


gi|219846641 


strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


562080 Bacteria_16S 
strain ATCC 33048 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


3411327 3411434 3 


tes; Clostridia; 


110 


gi|219846637 


ref 


strain DSM 20115 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; 


ref 


> Mi 
ref 


Dia 


3045360 304685 
ales; 


44 Arthrobacter 


3178210 317953 
inomycetales 


3357257 335877 
Actinomycet 


98 3396650 Promic 
Micrococ 


3398202 339968 


13 Arthrobacter 


49 Arthrobacter 


85 Arthrobacter 


inomycetales; Mi 


45 Arthrobacter 


NR_026483.1 
Micrococci 


NR_026452.1 


NR_026451.1 


NR_026448.1 


NR_026425.1 


NR_026412.1 


NR_026394.1 
; Corynebact 
NR_026379.1 
Corynebacte 


NR_026362.1 


NR_026275.1 


NR_026271.1 


NR_026270.1 
ales; Microc 
NR_026240.1 
cineae; Prom 


NR_026239.1 


1lulomonadac 
NR_026238.1 


es; Micrococ 


NR_026237.1 


crococcaceae 
NR_026236.1 


crococcaceae 
NR_026235.1 


crococcaceae 
NR_026234.1 
e 340433 
NR_026233.1 


crococcaceae 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
Micrococcaceae 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 
Micrococcaceae 


; Kocuria. 
Arthrobacter rhombi 


rhombi Bacteria; 
Micrococcaceae 


; Arthrobacter. 
Demetria terragena 


43 Demetria terragena Bacteria; 
Dermacoccaceae 


; Demetria. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 

Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 
Intrasporangia 


ceae; Janibacter. 
Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 
Microbacteriac 


eae; Agrococcus. 
Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Promicromonospora 
romonospora citrea 


icromonosporaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 

crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 


NR_026229.1 


lister. 


Dialister pneumosintes 


3410452 3411955 Dialister pneumosintes 
Clostridiales; Veillonellaceae; 


562080 Bacteria_16S 


strain NCTC 10951 


3412848 3412955 3 


110 


gi 


16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


562080 Bacteria_16S 
rain CIP 103149 16S ribosomal 
cteria; Actinobacteria; Actinobacterid 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


562080 Bacteria_16S 


strain DSM 20315 


3417264 3417371 3 


Actinomyces. 
3452984 3453091 3 


110 


110 


gi 


RNA, par 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 


strain DSM 20032 


3454511 3454618 3 


110 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 


strain DSM 20550 


3456040 3456147 3 


110 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 


strain DSM 20541 


3457569 3457676 3 


110 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 


3459063 3459170 3 


110 


gi 


protophormiae strain DSM 20168 16S ribosomal RNA, parti 
protophormiae Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Arthrobacter. 


562080 Bacteria_16S 
nicotinovorans strain DSM 420 16S ribosomal RNA, 


3460584 3460691 3 


110 


gi 
comple 


nicotinovorans Bacteria; Actinobacteria; Actinobacterid 
Micrococcaceae; Arthrobacter. 


562080 Bacteria_16S 


strain DSM 20546 


3462104 3462211 3 


110 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 
train DSM 20136 16S ribosomal 


polychromogenes s 
polychromogenes B 


3463627 3463734 3 


Micrococcaceae; Arthrobacter. 


562080 Bacteria_16S 
16S ribosomal RNA, partial sequence 3464306 34657 


strain DSM 20545 


3465150 3465257 3 


acteria; Actinobacteria; Actinobacteri 


110 gi 
RNA, par 
110 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 
DSM 20123 16S ribosomal RNA, 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


562080 Bacteria_16S 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


crystallopoietes 
crystallopoietes 


3466673 3466780 3 


3468195 3468302 3 


Micrococcaceae; Arthrobacter. 


562080 Bacteria_16S 


strain DSM 20133 


3469721 3469828 3 


ia; Actinobacteria; Actinobacteridae; 


iLO gi 
partial 
110 gi 


110 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


562080 Bacteria_16S 


strain 6843 DSM 1 


3471239 3471346 3 


3478884 3478991 3 


110 


110 


gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


562080 Bacteria_16S 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


562080 Bacteria_16S 


strain DSM 3133 1 


3480336 3480443 3 


Actinomyces. 
3487962 3488069 3 


110 


110 


gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 


strain DSM 43045 


3504458 3504565 3 


110 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 


strain DSM 7485 1 


3513594 3513701 3 


110 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 


3515118 3515225 3 


110 


gi 


219846636 
34120 
nomycineae 
219846633 
tial seque 
ae; Actino 


219846608 


16S ribosomal RNA, partial sequence 3452140 34536 


ococcineae 
219846607 


16S ribosomal RNA, partial sequence 3453662 34551 


ococcineae 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 


ococcineae 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


ococcineae 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


ococcineae 
219846598 

sequence 

Actinomyce 


219846597 
rtial sequ 


idae; Acti 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 
219846595 

sequence 

Actinomyc 


219846590 


6S ribosomal RNA, partial sequence 3478022 34794 


nomycineae 
219846589 
1 sequence 
Actinomyc 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 


ococcineae 
219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


ococcineae 
219846567 


6S ribosomal RNA, partial sequence 3512760 35142 


ococcineae 
219846566 


Actinomycetales; 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026225.1 
nce 341641 
mycetales; Actin 
ref |NR_026200.1 
; Micrococcaceae 
ref |NR_026199.1 


; Micrococcaceae 
ref |NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref |NR_026195.1 
e 3458220 345969 
Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
3; Micrococcaceae 
ref |NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026190.1 
3465830 346730 
tales; Micrococc 


ref|NR_026189.1 
ence 346735 
nomycetales; Mic 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026187.1 

3470399 347186 
etales; Micrococ 
ref |NR_026182.1 
; Actinomycetace 
ref|NR_026181.1 

3479494 348091 
etales; Actinomy 
ref|NR_026176.1 
; Cellulomonadac 
ref|NR_026165.1 


; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Actinomyces 

6 3417841 Actinomyces 

omycineae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 
Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 
Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 

; Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 

occineae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 


strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 


562080 Bacteria_16S 


strain DSM 20542 


strain DSM 20528 


strain Milford 74 


Proteobacteria; 


strain ATCC 15338 
Proteobacteria; 


strain 717 16S ri 
Proteobacteria; 


nigripulchritudo 
nigripulchritudo 


562080 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


562080 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


562080 Bacteria_16S 


strain NS 16S rib 
Proteobacteria; G 


562080 Bacteria_16S 


strain ATCC 35912 
Bacteria; Proteob 


562080 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
562080 Bacteria_16S 
in BM 1192/5 16S ribosomal RNA, partia 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


562080 Bacteria_16S 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


562080 Bacteria_16S 


strain 3015 16S r 


G 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 


3516636 3516743 3 110 gi 


3518158 3518265 3 110 gi 


3558185 3558291 3 109 gi 
16S ribosomal RNA, partial sequence 


3559665 3559771 3 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3561180 3561286 3 109 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3562701 3562807 3 109 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; 

3564186 3564292 3 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3565666 3565772 3 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3567172 3567278 3 109 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3568678 3568784 3 109 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3571698 3571804 3 109 gi 
ribosomal RNA, partial sequence 
Bifidobacteriales; 
3602300 3602407 3 110 


109 gi 


Tu 
gi 


eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3617422 3617528 3 109 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3624552 3624658 3 109 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


562080 Bacteria_16S 


michiganensis sub 


Clavibacter michiganensis subsp. tessel 


Actinomycetales; 


562080 Bacteria_16S 


strain CM2104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
562080 Bacteria_16S 


strain JC1078 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
562080 Bacteria_16S 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


562080 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


562080 Bacteria_16S 


strain CA15-8 16S 
Actinobacteria; A 


562080 Bacteria_16S 


strain C3H-21 16S 
Actinobacteria; A 


562080 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


3769264 3769371 3 110 gi 
species tessellarius strain 78181 16S 


Cla 
gi 


Micrococcineae; Microbacteriaceae; 
4011953 4012060 3 110 
ribosomal RNA, partial sequence 
Micr 
4054285 4054392 3 110 gi 
ribosomal RNA, partial sequence 
Micr 
4058820 4058927 3 110 gi 
rain YIM 70010 16S ribosomal RNA, part 


itricoccus. 

4125424 4125531 3 110 gi 
Actinomycetales; Micrococcineae; Micr 
4200395 4200502 3 110 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
4244306 4244413 3 110 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
67488 67598 2 112 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


Micr 
gi 


562080 Bacteria_16S 


116062 116168 3 109 gi 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_16S 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_16S 


ammaproteobacteria; Vibrionales; Vibri 


3560299 35617 


Gammaproteob 


3563299 3564734 Vibri 


3566301 35677 


3570843 35723 


3623734 36252 


4011119 40125 


4053509 40549 


cteria; Actinobacteria; Actinobacterid 


somal RNA, partial sequence 4124587 4126026 Kocur 


4199561 42010 


4243475 42448 


219846565 


oc 
219846564 


ococcineae 
219846537 
35572 
onaceae; V 
219846536 
35587 
onaceae; V 
219846535 


onaceae; V 
219846534 
sequence 

acteria; V 
219846533 


219846532 
35647 
onaceae; V 
219846531 


onaceae; V 
219846530 
35678 
les; Vibri 
219846528 


ricella. 

219846505 
1 sequence 
; Actinomy 


219846494 
ce 36165 
ales; Cory 
219846489 


nebacterin 
219846385 
ribosomal 


vibacter. 
219846215 


ococcineae 
219846184 


ococcineae 
219846181 
ial sequen 
ae; Actino: 


v 


219846133 


ococcaceae 
219846075 


ococcineae 
219722939 


ococcineae 
265679019 
sequence 
cteria; Sp 


occineae; 


ref|NR_026157.1 


crobacteriac 
NR_026156.1 


7 Mi 
ref 
; Microbacteriac 
ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


ibri 
ibri 


ref 
o ne 


onales; 
NR_026125.1 
reis Bacteri 


ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref|NR_026123.1 


ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio 
ref |NR_026120.1 


ref |NR_026097.1 
3601450 360294 
cetales; Actinom 


ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_025976.1 
RNA, partial seq 


ref|NR_025805.1 


; Intrasporangia 
ref|NR_025774.1 
29 Serinicoccus 
; Intrasporangia 
ref|NR_025771.1 
ce 4057969 405944 
mycetales; Micro 


ref|NR_025723.1 
ia marina Bacter 
; Kocuria. 
ref|NR_025665.1 
31 Arthrobacter 
; Micrococcaceae 
ref|NR_024571.1 
; Dermabacterace 
ref |NR_029327.1 
66694 68135 
hingomonadales; 


265678985 


vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Actinomyces 
5 Actinomyces 
ycineae; 


Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Clavibacter 
uence 3768438 3769927 


larius Bacteria; Actinobacteria; Actinobacteridae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 

coccineae; 


Kocuria marina strain 
ia; Actinobacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


ref 
1 


NR_029293.1 
15240 116730 


Mycobacterium 
Mycobacterium 


AGGTCCGGATGAGGCGTTCCACGAACGTCGAATCTGGGTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGT 
TGCACGAGTTTAGACTCGTAGCATATAGCTCAGTAACACGTGGCCAAACTACCCTACAGACCGCGATAACCTCGGGAAACTGAGGCCAATAGCGGATATAACTCT 
CAGGCTGGAGTGCCGAGAGTTAGAAACGTTCCGGCGCTGTAGGATGTGGCTGCGGCCGATTAGGTAGATGGTGGGGTAACGGCCCACCATGCCGATAATCGGTAC 
AGGTTGTGAGAGCAAGAGCCTGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGACAGTGCGATAGGG 
GGACTCCGAGTGTGAGGGCATATAGCCCTCGCTTTTCTGTACCGTAAGGTGGTACAGGAACAAGGACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGC 
AGTCCAAGTGATGGCCGATATTATTGGGCCTAAAGCGTCCGTAGCTTGCTGTGTAAGTCCATTGGGAAATCGACCAGCTCAACTGGTCGGCGTCCGGTGGAAACT 
ACACAGCTTGGGGCCGAGAGACTCAACGGGTACGTCCGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGACCACCAATGGGGAAACCACGTTGAGAGACCGGAC 
CCGACAGTGAGGGACGAAAGCCAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACAATGCTCGCTAGGTATGTCACGCGCCATGAGCACGTG 
ATGTGCCGTAGTGAAGACGATAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACCGGAGGAGCCTGCGG 
TTTAATTGGACTCAACGCCGGAAATCTCACCGGTCCCGACAGTAGTAATGACAGTCAGGTTGACGACTTTACTCGACGCTACTGAGAGGAGGTGCATGGCCGCCG 
TCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCACACTTCTAGTTGCCAGCAACACCCTTGTGGTGGTTGGGTACACTAGGAGGACTG 
CCATTGCTAAAATGGAGGAAGGAATGGGCAACGGTAGGTCAGTATGCCCCGAATGGACCGGGCAACACGCGGGCTACAATGGCTCTGACAGTGGGATGCGACGCC 
GAGAGGCGAAGCTAATCTCCAAACGTAGTCGTAGTTCGGATTGCGGGCTGAAACCCGCCCGCATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGAAGCGCGCGG 
TGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGCCGTCATGCGACGGTCGAATCTGGGCTCCGCAAGGGGGCTT 
AAGTCGTAACAAGGTAGCCGTAGAGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCG 
GTTGATCCTGCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCACACTCGTGGCGAAAAGCTCAGTAACACGTGGCCAAACTACC 
CTACAGAGAACGATAACCTCGGGAAACTGAGGCTAATAGTTCATACGGGAGTCATGCTGGAATGCCGACTCTCCGAAACGCTCAGGCGCTGTAGGATGTGGCTGC 
GGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCC 
TACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGCGATAAGGGGACCCCAAGTGCGAGGGCATATAGTCCTCGCTTTTCTCGACTGTAAGGCGGT 
CGAGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATGACCGATATTATTGGGCCTAAAGCGTCCGTAGCCGGCCATG 
AAGGTTCATCGGGAAATCCGCCAGCTCAACTGGCGGGCGTCCGGTGAAAACCACATGGCTTGGGACCGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAGTGAAAT 
CCCGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGGGACGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTA 
GTCCTAGCTGTAAACGATGCTCGCTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGAAGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGG 
ATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCTCCGACTATAGTGATGACG 
ATCAGGTTGATGACCTTATCACGACGCTATAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGC 
ACTTCTAATTGCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGC TAAAGCGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAA 
TGAGCTGGGCTACACGCGGGCTACAATGGTCGAGACAATGGGTTGCTATCTCGAAAGAGAACGCTAATCTCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAA 
ACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAG 
GTCCGGATGAGGCCACCACACGGTGGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTACTGCTATCGGGGTCCGACTAAGCCATGCGAGTTGAATGTCCGAAAGGGCATAGCG 
CACTGCTCAGTAACACGTGGACAACCTGCCCTGAGGACTGGAATAATCCCGGGAAACTGGGGGTAATTCCAGATATGTCAGAACTCCTGGAATGGGTTCTGGCAG 
AAAGGCTCCGGCGCCTCAGGATGGGTCTGCGGCCTATCAGGGTAGTAGTGGGTGTAACGTACCTACTAGCCTACGACGGGTACGGGTTGTGAGAGCAAGAGCCCG 
GAGATGGATTCTGAGACATGAATCCAGGCCCTACGGGGTGCAGCAGGCGCGAAAACTTTACAATGCGGGCAACCGCGATAAGGGGACCTCGAGTGCTGGGTTACA 
AACCTGGCTGTTGGGCTGCCTAAAAAGCAGTCTATAGCAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCTCGAGTGGTAACCGCTATTA 
TTGGGTCTAAAGGGTCTGTAGCCGGCCGACTAAGTCTCTTGGGAAATCTGGCATCTCAAGTGTCAGGCTGCCAGGGGATACTGGTCGGCTTGGGACCGGGAGAGG 
TGAGAGGTACCTCGGGGGTAGGGGTGAAATCTTGTAATCCTCGAGGGACCACCAGTGGCGAAGGCGTCTCACCAGAACGGATCCGACGGCAAGGGACGAAAGCTA 
GGGGCACGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATACTCGCTAGGTGTCGGCCACGGTGCGACCGTGGTCGGTGCCGTAGGGAAGCCGTGAA 
GCGAGCCACCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGAA 
AGCTTACCGGGGGCGACAGCAATATGAAGGTCAGGCTGAAGACCTTACCGGATTCGCTGAGAGGTGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTG 
TTAAGTCAGGCAACGAGCGAGACCCACGCCCACAGTTGCCAGCGATCCCTCCGGGGAGGCGGGTACTCTGTGGGGACCGCCGCTGCTAAAGCGGAGGAAGGAGTG 
GGCAACGGTAGGTCAGTATGCCCCGAATCCCCCGGGCTACACGCGGGCTACAATGGTCGGTACAATGGGTATCGACCCCGAAAGGGGTAGGCAATCCCCTAAAAC 
CGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGAATCCGTAGTAATCGCGTTTCAACAGAACGCGGTGAATACGTCCCTGCTCCTTGCACA 
CACCGCCCGTCAAACCACCCGAGTAGGGTCCGGATGAGGGTGTATCCTCTTGATACATTCGAATCCGGGCTTTGCAAGGGGGGTTNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCCGCCGGAGGCCACTGCTATTGGGGTTCGACTAAGCCATGCGAGTCTATGGACTTCGGTCCATGGCGGA 
CGGCTCAGTAACACGTGGCTAACCTACCCTCAGGTGGGGGATAACCTTGGGAAACTGAGGATAATACCCCATAGGGGAAGAGGTCTGGAATGATCCTTCCTTGAA 
AGGACATCCGCCTGAGGATGGGGCTGCGTCCGATTAGGTAGTTGGTGGGGTAATGGCCCACCAAGCCTACGATCGGTACGGGCCTTGAGAGAGGAAGCCCGGAGA 
TGGGGACTGAGACACGGCCCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCACAATGCACGAAAGTGCGATGGGGGGACCCCAAGTGCCTATGCACAGCAT 
AGGCTTTTCCCAAGTGTAAATAGCTTGGGGAATAAGGGCTGGGCAAGTCCGGTGCCAGCAGCCGCGGTAACACCGGCGGCCCGAGTGGTGGCCACTCTTATTGGG 
CCTAAAGCGTCCGTAGCCGGTCCAGTAAGTCCCTGTTTAAATCCTACGGCTCAACCGTAGGGCTGGCAGGGATACTGCTGGACTTGGGACCGGGAGAGGACGAGG 
GTACTCCAGGGGTAGCGGTGAAATGCGTTGATCCCTGGAGGACCACCTATGGCGAAGGCACTCGTCTGGAACGGGTCCGACGGTGAGGGACGAAAGCCAGGGGCG 
CGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACTCTGCGGACTAGGTGTCACCTGGGCCTTGGGCCCAGGTGGTGCCGAAGGGAAGCCATTAAGTCCGC 
CGCCTGGGGAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGCATCTCA 
CCAGGGGCGACAGCATGATGACGGTCAGGTTGACGACCTTACCTGAAGCGCTGAGAGGTGGTGCATGGCCATCGTCAGCTCGTACCGCGAGGCGTCCTGTTAAGT 
CAGGTAACGAGCGAGACCCGTGCCCTATGTTGCGACTTCTTCCTCCGGGGAGAAGGCACTCATAGGGGACCGCTGGTGTTAAACCAGAGGAAGGAGCGGGCAACG 
ATAGGTCCGCATGCCCCGAATCCCCTGGGCTACACGCGGGCTACAATGGTTGGGACAATGGGATGCAACCCTGAAAGGGGAAGCAAATCTCCTAAACCCAATCGT 
AGTTCGGATCGTGGGCTGTAACTCGCCCACGTGAAGCTGGAATCCGTAGTAATCGCAGTTCAACATACTGCGGTGAATGTGTCCCTGCTCCTTGCACACACCGCC 
CGTCACACCACCCGAGTTGGGTTGAGGTGAGGCCCTAGCCTTTGGCTAAGGGTCGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNGAGACCACTGCTATGGGGGTCCGACTAAGCCATGCGAGTCATGGGGGTGTCCCTTTGGGACACCACCGGCGGACGGCTCAGTAACACGTCGGTAACCTACCCT 
CGGGAGGGGGATAACCCCGGGAAACTGGGGCTAATCCCCCATAGGCCTGAGGTACTGGAAGGTCCTCAGGCCGAAAGGGGCTCTGCCCGCCCGAGGATGGGCCGG 
CGGCCGATTAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGAAGATCGGTACGGGCCATGAGAGTGGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCC 
CTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCGGGCAACCGCGACGGGGGGACCCCCAGTGCCGTGGCACAGCCACGGCTTTTCCGGAGTGTAAAAAGCTC 
CGGGAATAAGGGCTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCGAGTGGTGGTCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCCGT 
AAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATACTGCGGGCCTTGGGACCGGGAGAGGCCGGGGGTACCCCTGGGGTAGGGGTGAAATC 
CTATAATCCCAGGGGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGAC GAAGGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAG 
TCCTGGCTGTAAAGGATGCGGGCTAGGTGTCGGGCGAGCTTCGAGCTCGCCCGGTGCCGAAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGC 
TGAAACTTAAAGGAATTGGCGGGGGAGCACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGC 
CAGGCTGAAGGTCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCGCCC 
CCAGTTGCCAGTCCTCCCCGCTGGGGAGGAGGCACTCTGGGGGGACCGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCC 
CCGGGCTACACGCGCGCTACAATGGGCGGGACAATGGGATCCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCCCCCAGTTCGGATTGCGGGCTGCAACTC 
GCCCGCATGAAGCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTCC 
GGGTGAGGCCTGATCTCCCTTCGGGGAGGTCGGGTCGAGCCTGGGCTCCGTGAGGGGGGAGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGAGGCCATTGCTATTGGAGTCCGATTTAGCCATGCTAGTTGCACGGGTTGAGRCCCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTCTG 


vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


562080 Bacteria_16S 


intestinale strai 
intestinale Bacte 


562080 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


562080 Bacteria_16S 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


562080 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


562080 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


562080 Bacteria_16S 
16S ribosomal RNA, partial sequence 461374 46285 


strain YIM 31530 


Mycobacterium. 


161700 161806 3 109 gi|265678955|ref|NR_029263.1| Clostridium 
n Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209201 209307 3 109 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
04 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

242973 243079 3 109 gi|265678900|ref|NR_029208.1| Mycobacterium 
ain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

314152 314258 3 109 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
3 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

398952 399058 3 109 gi| 265678789 |ref|NR_029094.1| Nocardia 
strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ardia. 

462224 462330 3 109 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
562080 Bacteria_16S 543247 543353 3 109 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 


Deferribacteres; 


562080 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


562080 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


562080 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


562080 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


562080 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


562080 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


562080 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


562080 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


562080 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


562080 Bacteria_16S 


strain LK2-10 16S 
Actinobacteria; A 
Micromonospora. 


562080 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


562080 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


562080 Bacteria_16S 


strain DAPP-PG 22 
Proteobacteria; A 


Deferribacterales; Deferribacteraceae; Deferribacter. 

581176 581282 3 109 gi|265678665|ref|NR_028970.1| Mycobacterium 
in 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

705220 705326 3 109 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

834260 834370 2 iT gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
train Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 


ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micro 
1058996 1059102 3 109 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1066564 1066669 3 109 gi 


q 
1 


ammaproteobacteria; Chromatiales; Chrom 
1078323 1078433 2 112 gi 
4 16S ribosomal RNA, partial sequence 


lphaproteobacteria; Sphingomonadales; S 


562080 Bacteria_16S 


strain IMMIB R-14 


1147944 1148050 3 109 gi 
34 16S ribosomal RNA, partial sequence 


1047573 10490 


monospori 


265678338 


uence 
es; Defer 


265678333 
6S ribosomal RNA, partial sequence 1065751 10671 


atiaceae; 


265678324 


10775 
phingomon 


253680758 


acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 

835762 835872 2 112 gi| 265678489 |ref|NR_028792.1 
rain ATCC 10988 16S ribosomal RNA, partial sequence 834947 
bilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomona 
7 Zymomonas. 

925682 925788 3 109 gi| 265678428 |ref|NR_028730.1 
ribosomal RNA, partial sequence 924822 92631 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 

934919 935025 3 109 gi| 265678422 |ref|NR_028724.1 
JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacter 
acteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracac 

936445 936551 3 109 gi|265678421|ref|NR_028723.1 
osomal RNA, partial sequence 935581 937044 Bacteriovorax 
eltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacte 

967401 967507 3 109 gi|265678400|ref|NR_028702.1 
osomal RNA, partial sequence 966531 96793 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 

1031478 1031584 3 109 gi| 265678357 |ref|NR_028659.1 
n TT1-11 16S ribosomal RNA, partial sequence 1030633 103211 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
e; Micromonospora. 

1048398 1048504 3 109 gi| 265678346 |ref|NR_028648.1 


neae; Micromono 


Hi s 


ref|NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028006.1 


Sphingomonadaceae; 
Zymomonas mobilis 
836398 Zymomonas 


dales; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 
Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Micromonospora 
4 Micromonospora 
osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Deferribacter 

3 Deferribacter 
eferribacter. 
Rheinheimera pacifica 


pacifica Bacteria; 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Nocardia ignorata 


1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


562080 Bacteria_16S 


ATCC BAA-548 16S 


Bacteria; Lentisp 
562080 Bacteria_16S 
frederiksbergense 
frederiksbergense 


Mycobacteriaceae; 


562080 Bacteria_16S 
chloroethenica st 
chloroethenica Ba 


Desulfuromonas. 


562080 Bacteria_16S 
sarecensis strain 
Proteob 
562080 Bacteria_16S 


Bacteria; 


strain LM 161 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
562080 Bacteria_16S 
n AA459 16S ribosomal RNA, partial seq 


endolithica strai 


endolithica Bacte 
Micromonosporacea 
562080 Bacteria_16S 


caeruleus subsp. 


1181297 1181403 3 109 
ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1235685 1235791 3 109 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

1268842 1268948 3 109 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


gi 


1276206 1276312 3 109 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1300211 1300317 3 109 gi 
ribosomal RNA, complete sequence 
1452202 1452308 3 109 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1494584 1494690 3 


109 gi 


caeruleus strain DSM 44103 16S ribosomal 


228717635 


1180467 11819 
Victivall 


219878254 
ar 
ridae; 
219846421 
equence 
teria; 


219846179 
ce 12753 
irillales; 
219846779 


1299363 13008 
ionibacter 


224581419 
uence 


219846703 


tial seq 
Act 


Des 


Actinomyc 


RNA, pa 


ref|NR_027565.1 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


is. 
ref |NR_025393.1 
uence 123486 
inomycetales; Co 


ref|NR_026012.1 
1267974 126947 
ulfuromonadales; 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 


ref |NR_026371.1 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


ineae; Nocardioi 
ref|NR_027200.1 

1451367 145284 
etales; Micromon 


ref 
rtia 


NR_026295.1 
1 sequence 


daceae; Kribbella. 
Micromonospora 

3 Micromonospora 

osporineae; 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


562080 Bacteria_16S 


Micromonosporineae; Micromonosporaceae 
1503495 1503608 1 112 gi 


’ 


219846475 


strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 15041 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
562080 Bacteria_16S 


matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


562080 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


562080 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


562080 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


562080 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


562080 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


562080 Bacteria_16S 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


562080 Bacteria_16S 


strain IMSNU 2200 
Actinobacteria; A 


562080 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


562080 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


562080 Bacteria_16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


562080 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


1532204 1532310 3 109 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 

1538270 1538376 3 109 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1571350 1571456 3 109 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1611106 16112161 110 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


1720829 1720939 2 112 


gi 
obacteriales; Fusobacteriaceae; Cetoba 
1726821 1726927 3 109 gi 
DSM 44223 16S ribosomal RNA, partial s 


Mycobacterium. 

1788869 1788975 3 109 gi 
n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


1866781 1866887 3 109 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2011750 2011852 2 104 gi 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
2044918 2045023 3 109 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; X 
2099976 2100082 3 109 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2103108 2103214 3 109 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 


a; Actinobacteria; Actinobacteridae; Act 


2010901 20 


biaceae; 
219857427 
tl 
e; 


219857377 
1 
Actinomyc 


219878156 
al sequenc 
teria; Aer 
219878469 
uence 

ia; Rhodob 


v 


219878394 


16S ribosomal RNA, partial sequence 1719990 17214 


cterium. 
219878390 
equence 
inomycet 


219878343 
uence 
Actinomyc 


219878290 
18659 
omonospori 
219878188 
124 
nctomyceta 
219878165 
20440 
anthomonad 
219878122 
nce 20991 
ales; Prop 


219878118 
e 21022 
ibrionales 


, 


562080 Bacteria_16S 


strain ALC-2 16S 
Proteobacteria; A 


2151514 2151624 2 112 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; 


219857634 


Couchiop 


Rhizo 


al seque 
Actinomycet 


nce 


sequence 
etal 


omon 


acte 


ales 


etal 


lane 
ref 


Ss. 
NR_026067.1 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


bium/Agrobac 
NR_025015.1 
153135 
Micro 


ref 
ales; 


ref|NR_024965.1 
1537426 153893 
es; Pseudono 


ref|NR_025295.1 
e 1570477 157198 
adales; Aero 
ref|NR_025608.1 

1610323 161174 
rales; Rhodo 


ref |NR_025533.1 
59 Cetobacterium 


ref|NR_025529.1 
1725987 172747 
Corynebact 


v 


ref |NR_025482.1 
1788037 178951 
es; Frankine 


ref |NR_025429.1 


terium group; Rhizobium. 
Micromonospora 
9 1532864 Micromonospora 


monosporineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Cetobacterium somerae 
somerae Bacteria; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Blastococcus 
9 Blastococcus 


ae; Geodermatophilaceae; 


Asanoa ishikariensis 


ceae 
ref 


ref 


ref 


35 1867442 Asano 
neae; 
ref 


; Micromono 


a 
Luteimon 


e; 


bacterineae 


Desulfohalobi 


NR_025327.1 
04 Planctomyces 
Planctomy 
NR_025304.1 
53 2045572 Lutei 
acea 
ref|NR_025261.1 
38 2100621 Nocar 
ioni 
NR_025257.1 
11 2103776 Desul 


NR_025223.1 
2150729 2152142 Porphyrobacter cryptus Bacteria; 
Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 


a 
s 


ishikariensis Bacteria; 
poraceae; Asanoa. 
Planctomyces maris 
maris Bacteria; 

ces. 

Luteimonas mephitis 
monas mephitis Bacteria; 
as. 

Nocardioides 

ioides aquiterrae 
Nocardioidaceae; 


d 


, 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Porphyrobacter cryptus 


£ 
a 


562080 Bacteria_16S 
chloroethenivoran 


2166615 2166721 3 109 gi 
s strain SL-1 16S ribosomal RNA, parti 


219857 
al 


624 


sequenc 


ref|NR_025213.1 
e 2165786 216722 


Pseudonocardia 
9 Pseudonocardia 


chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

562080 Bacteria_16S 2177304 2177413 1 111 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

562080 Bacteria_16S 2344110 2344216 3 109 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

562080 Bacteria_16S 2357794 2357900 3 109 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

562080 Bacteria_16S 2427824 2427930 3 109 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

562080 Bacteria_16S 2439859 2439965 3 109 gi|219857428|ref|NR_025016.1| Methylobacter 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 2440521 Methylobacter 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylobacter. 

562080 Bacteria_16S 2461042 2461152 2 112 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

562080 Bacteria_16S 2535151 2535257 3 109 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

562080 Bacteria_16S 2588122 2588228 3 109 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 


spumicola Bacteria; Actinobacteria; Actinobacteridae; Act 
Nocardioidaceae; Friedmanniella. 

562080 Bacteria_16S 2640343 2640449 3 109 gi 
strain CIP 103464 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
562080 Bacteria_16S 2657018 2657124 3 109 gi 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partia 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteri 
Nocardioidaceae; Nocardioides. 

562080 Bacteria_16S 2660064 2660170 3 109 gi 
strain ATCC 39419 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Kribbella. 
562080 Bacteria_16S 2724583 2724689 3 109 gi 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_16S 2796448 2796554 3 109 gi 
rectilineatus strain IFO 13941 16S ribosomal RNA, parti 
rectilineatus Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; Actinoplanes. 

562080 Bacteria_16S 2799491 2799597 3 109 gi 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
562080 Bacteria_16S 2801014 2801120 3 109 gi 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
562080 Bacteria_16S 2802535 2802641 3 109 gi 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
562080 Bacteria_16S 2804056 2804162 3 109 gi 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
562080 Bacteria_16S 2805578 2805684 3 109 gi 
derwentensis strain IFO 14935 16S ribosomal RNA, partia 
derwentensis Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Actinoplanes. 

562080 Bacteria_16S 2807100 2807206 3 109 gi 
consettensis strain IFO 14913 16S ribosomal RNA, partia 
consettensis Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Actinoplanes. 

562080 Bacteria_16S 2808622 2808728 3 109 gi 
campanulatus strain IFO 12511 16S ribosomal RNA, partial seque 


26 
ne 


1 


dae; Ac 


26 


ales; 


e; 


seque 


1 
; Actin 


seque 


2 
1 
; Actin 


inomycet 
219857231 
bacterin 


219857219 
sequence 


219857217 
Prop 
219857172 
omonosp 
219857119 
al sequ 
Acti 
219857117 
219857116 
219857115 


219857114 


219857113 


19857112 


219857111 


395 


tin 


592 


252 
ori 


e 
n 


ne 


0 
fo} 


01 
ri 


0 
fo} 


16 
ri 


0 
fo} 


31 
ri 


0 
fo} 


47 
ri 


n 
O: 


ce 
my’ 


n 
O: 


ce 
my: 


omycet 


ales; 


Propioniba 
ref|NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024847.1 

2656189 265766 
omycetales; Prop 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae 


’ 


ref|NR_024800.1 


neae; Micromonos 
ref|NR_024747.1 
e 2795622 279709 
ales; Microm 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 

2804752 280622 
cetales; Micromo 


ref |NR_024740.1 
2806275 280774 
cetales; Micromo 


nce 


cterineae; 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Nocardioides 

3 Nocardioides 
ionibacterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Actinoplanes 
4 Actinoplanes 
onosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


ref |NR_024739.1 
2807796 280926 


Actinoplanes 
7 Actinoplanes 


campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


562080 Bacteria_ 


strain JCM 9312 1 


Catenuloplanes. 
562080 Bacteria_ 


echinoides strain 
echinoides Bacter 


Sphingomonas. 
562080 Bacteria_ 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 
562080 Bacteria_16S 


strain IFO 15467 
Proteobacteria; 


ochraceum strain 


ochraceum Bacteri 
Micromonosporacea 
562080 Bacteria_16S 
phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 
562080 Bacteria_16S 
antarctica strain 
antarctica Bacter 


Nocardioidaceae; 


562080 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; 


caldus strain KU 
Proteobacteria; 


multiseptatus Bac 


Geodermatophilace 
562080 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 


Nocardioidaceae; 


562080 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


562080 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 


Micromonosporacea 
562080 Bacteria_16S 


strain IFO 15498 


acanthamoebae str 
acanthamoebae Bac 


562080 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


562080 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


562080 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


562080 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


G 
562080 Bacteria_16S 


G 
562080 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
G 
562080 Bacteria_16S 
multiseptatus str 


16S 2829726 2829832 3 109 gi 


16S 2865084 2865194 2 112 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 
16S 2891339 2891445 3 109 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2930851 2930957 3 109 gi 
ammaproteobacteria; Oceanospirillales; 
2942920 2943026 3 109 gi 
YU655-43 16S ribosomal RNA, partial se 


e; Virgisporangium. 


2968640 2968746 3 109 gi 


ammaproteobacteria; Acidithiobacillale 
3011228 3011334 3 109 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 

3012786 3012892 3 109 gi 
n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3029416 3029522 3 109 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3103412 3103518 3 109 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 
3210856 3210966 2 


Ss; 


e; 


ue 


eq 
id 


qu 


v 


112 gi 
Sphingomonadales; 
3233581 3233687 3 109 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3274353 3274463 1 111 gi 


Sp 


qu 
hl 


ridia; Clostridiales; Eubacteriaceae; Eu 
3324562 3324668 3 109 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 

3326089 3326195 3 109 gi 
43916 16S ribosomal RNA, partial sequ 


acteria; Actinobacteridae; Actinomycet 


qu 
ti 


en 
al 
3327610 3327716 3 109 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 


al 
e; 


562080 Bacteria_16S 


219856904 
6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219856881 
s 


219856862 
se 
Actinomyc 


219856836 
16S ribosomal RNA, partial sequence 2930007 29314 
ceanobac 
219856828 
qu 
a; Actinobacteria; Actinobacteridae; Act 


oO 


219846945 


219846916 
eq 
219846915 
Actinomyc 


219846904 


219846853 


219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 


562080 Bacteria_16S 219846765 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


219846702 


219846701 


219846700 


omonospori 


equence 


quence 


ence 


Acidith 


uence 


nce 


uence 


iales; C 


ence 
Actinomy 


hingomon 
ence 
amydiace 
bacteriu 
ence 


nomyceta 


ce 33252 
es; Micr 


sequenc 
Actinom 


3329129 3329235 3 


109 gi 


219846699 


Sphingo 


inomycet 


Actinomycet 


ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 
neae; Micromonosporaceae; 
ref|NR_024700.1 
2864276 286573 
monadales; Sphin 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


ref|NR_024681.1 
2890502 289195 
etales; Micromon 


ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref |NR_024647.1 

2942098 294356 
ales; Micromonos 


Oceanobacter kriegii 
kriegii Bacteria; 


Virgisporangium 
3 Virgisporangium 
porineae; 


, 


ref |NR_026537.1| Microlunatus 


in NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Microlunatus. 

2970168 2970274 3 109 gi|219846944|ref|NR_026536.1| Friedmanniella 

AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 

2990037 2990142 3 109 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
6S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

2997629 2997735 3 109 gi|219846925|ref|NR_026517.1| Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 

iobacillaceae; Acidithiobacillus. 

ref|NR_026508.1| Modestobacter 
3010413 3011894 Modestobacter 

ales; Frankineae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


ref|NR_026496.1] Anaerobacter 
3028583 3030038 Anaerobacter 
lostridiaceae; Anaerobacter. 
ref|NR_026445.1| Verrucosispora 
102586 3104047 Verrucosispora 
cetales; Micromonosporineae; 


Ww 


ref |NR_026373.1| Sphingomonas pruni 
03 Sphingomonas pruni Bacteria; 
adaceae; Sphingomonas. 
ref|NR_026357.1| Parachlamydia 
3232707 3234247 Parachlamydia 
ae; Parachlamydia. 
ref |NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 
m. 
ref |NR_026294.1 
3323723 332519 
les; Micromonosp 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ref|NR_026292.1| Dactylosporangium 
e 3326771 3328239 Dactylosporangium 
ycetales; Micromonosporineae; 


ref|NR_026291.1| Dactylosporangium 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 


562080 Bacteria_16S 


strain DSM 43040 


strain DSM 43039 


strain DSM 43151 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


562080 Bacteria_16S 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
562080 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


562080 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


562080 Bacteria_16S 


DSM 803 16S ribos 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


562080 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
562080 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


562080 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


562080 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


562080 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


562080 Bacteria_16S 


strain DSM 43205 


strain NCFB 2890 
Firmicutes; Lacto 


562080 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


562080 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


562080 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


562080 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


562080 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


3330657 3330763 3 109 gi 


3332185 3332291 3 109 gi 


3333680 3333786 3 109 gi 


3335174 3335280 3 109 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3336669 3336775 3 


1 
; 


109 gi 


3338178 3338284 3 109 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3339690 3339796 3 109 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

3341215 3341321 3 
omal RNA, partial sequence 


al 
e; 


109 gi 


3342742 3342848 3 109 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ne 
al 


3344261 3344367 3 109 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3345789 3345895 3 109 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 
al 


3347315 3347421 3 109 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3348841 3348947 3 109 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3472749 3472855 3 109 gi 
ne 


3614361 3614471 2 112 


gi 
bacillales; Carnobacteriaceae; Alloioc 
3649077 3649183 3 109 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3675040 3675146 3 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3678172 3678278 3 109 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3711272 3711378 3 109 gi 
I 16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 


oc 


ne 


oc 


E 


ue 


es 


cl 


219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_16S 


omonospori 
219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_16S 


omonospori 
219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_16S 


omonospori 
219846695 


219846694 


ne 
219846693 


219846692 
rt 
da 
219846690 
3340376 3341852 Micro 
omonospori 


219846689 


219846688 


219846687 


219846686 


219846685 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
562080 Bacteria_16S 219846496 


16S ribosomal RNA, partial sequence 3613485 36150 
219846472 
219846454 
3674212 36756 


219846452 


219846429 


ref|NR_026290.1 


neae; Micromonos 
ref |NR_026289.1 
neae; Micromonos 
ref |NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref |NR_026287.1 

3334351 333579 
cetales; Micromo 


sequence 
Actinomy 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026285.1 
sequence 3337354 333881 
Actinomycetales; Coryne 


bacterin 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


ial sequ 
e; Actin 


ref 
mono 
neae 


NR_026282.1 
spora rosari 


; Micromonos 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


33419 
Micr 


e 
es; 
ref |NR_026280.1 
33434 
es; Micromonosporineae; 
ref |NR_026279.1 
50 3346425 Microm 


omonosporineae Hi 


33449 
es; Micr 
ref |NR_026278.1 
76 3347951 Microm 
omonosporineae; 


33464 
es; Micr 
ref|NR_026277.1 
02 3349477 Microm 
omonosporineae; 


33480 
es; Micr 


ref|NR_026186.1 


bacterineae; Nocardiacea 
ref|NR_026088.1 
09 Alloiococcus 
cus. 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 


ref |NR_026045.1 


e 36482 
cales; M 


nterobacteriaceae; Panto 
ref|NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_026020.1 
25 3711931 Clostr 


mM. 


nce 
Deferr 


, 


37104 
ostridiu 


3720242 3720348 3 109 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 


cl 


219846422 
3719395 3720901 Clostridium chauvoei Bacteria; 


ref 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Micromonospora 


22 3344899 Micromonospora inositola 


Micromonosporaceae; 


Micromonospora 
onospora aurantiaca 
Micromonosporaceae; 


Micromonospora 
onospora halophytica 
Micromonosporaceae; 


Micromonospora 
onospora coerulea 


Micromonosporaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Alloiococcus otitis 


otitis Bacteria; 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


NR_026013.1 


ostridium. 


562080 Bacteria_16S 3952717 3952823 3 109 gi| 219846257 |ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

562080 Bacteria_16S 3961671 3961777 3 109 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 

562080 Bacteria_16S 4031703 4031809 3 109 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
562080 Bacteria_16S 4033253 4033359 3 109 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
562080 Bacteria_16S 4034807 4034913 3 109 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

562080 Bacteria_16S 4049897 4050003 3 109 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
562080 Bacteria_16S 4051329 4051435 3 109 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

562080 Bacteria_16S 4063327 4063433 3 109 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

562080 Bacteria_16S 4110142 4110248 3 109 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
562080 Bacteria_16S 4111708 4111814 3 109 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
562080 Bacteria_16S 4128452 4128558 3 109 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

562080 Bacteria_16S 25123 25228 6 amilal gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 86969 87074 6 111 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

562080 Bacteria_16S 154027 154136 2 111 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 15467 


Firmicutes; Clostridia; Clostridiales; 
562080 Bacteria_16S 202941 203046 6 
proteolyticus str 
proteolyticus Bac 
Coprothermobacter 
562080 Bacteria_16S 
variabile strain 
Bacteria; Firmicutes; 
562080 Bacteria_16S 

strain Z 4493 16S 
Firmicutes; Clostridia; Clostridiales; 
562080 Bacteria_16S 797491 797600 2 
naphthalenovorans 
naphthalenovorans Bacteria; Firmicutes; 
562080 Bacteria_16S 899318 899427 2 
koreensis strain 
Bacteria; Firmicutes; 
562080 Bacteria_16S 

macrocephala stra 
macrocephala Bact 
Streptosporangiaceae; 
562080 Bacteria_16S 

moniliformis DSM 
DSM 12112 Bacteria; 
562080 Bacteria_16S 


teria; Firmicutes; 


540204 540309 6 


Clostridia; 
632703 632812 2 


Bacillales; 
1099470 1099577 3 


Acrocarpospora. 
1156999 1157108 2 


Fusobacteria; 
1291284 12913885 


urealyticum DSM 7109 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


Clostridiaceae; 


ain BT 16S ribosomal RNA, partial sequ 


BI 114 16S ribosomal RNA, partial sequ 


631874 63335 


Eubacteriaceae; 


111 


Bacillales; 
111 


110 


111 


109 


gi 


strain PR-Nl 16S ribosomal RNA, parti 
Pae 


gi 


Y¥C300 16S ribosomal RNA, partial seque 


Paenibacillaceae; Pae 


gi 


in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


gi 


12112 16S ribosomal RNA, partial seque 


Fusobacteriales; Fuso 


gi 


Oxobacter. 


nibacillac 
265678445 
nce 89842 
nibacillus 
265678310 
1 sequence 
Actinomy 


, 


228721492 
nce 11561 
bacteriace 


Acetobacterium. 
265678514] ref |NR_028817.1 
al sequence 796606 798156 


eae; 


ceta 


51 1157635 Strept 
ae; 


Paenibacill 
ref|NR_028747.1 
7 899962 Paenib 
ref|NR_028612.1 

1098650 110009 
les; Strepto 


ref|NR_027615.1 


Streptobacil 


228720812 


7 Oxobacter pfennigii Bacteria; 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


Subdoligranulum 
igranulum variabile 


111 gi|265678928|ref|NR_029236.1 

ence 202087 203611 Coprot 

Clostridia; Thermoanaerobacterales; Thermodes 
111 gi| 265678692 |ref|NR_028997.1 

ence 539384 540811 Subdol 

Clostridiales; Ruminococcaceae; Subdoligranulum. 
ELL gi|265678629|ref|NR_028934.1 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Paenibacillus 
Paenibacillus 
us. 

Paenibacillus 
acillus koreensis 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Streptobacillus 
obacillus moniliformis 
lus. 


ref |NR_027597.1 


Corynebacterium 


1290453 1291853 Corynebacterium urealyticum 


DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


562080 Bacteria_16S 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


562080 Bacteria_16S 
omal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
562080 Bacteria_16S 
afermentans strain CIP 103499 16S ri 


Och 149 16S ribos 


afermentans subsp 


1336996 1337105 1 


1352305 1352413 1 


1500617 15007215 


Corynebacterium afermentans subsp. 


Actinomycetales; 


skagerrakense str 
skagerrakense Bac 


562080 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


562080 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


562080 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


562080 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


562080 Bacteria_16S 


strain ILE-3 16S 


Synergistetes; Sy 


562080 Bacteria_16S 


strain hl 16S rib 


n WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenib 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
2467242 2467351 1 110 gi| 219857405 |ref|NR_024993.1 
ribosomal RNA, partial sequence 2466381 24678 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
2558954 2559063 2 111 gi|219857338|ref|NR_024926.1 
ibosomal RNA, partial sequence 2558106 25596 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 
2560486 2560591 4 109 gi|219857337|ref|NR_024925.1 
ribosomal RNA, partial sequence 2559665 25611 
nergistia; Synergistales; Synergistaceae; Aminobacterium. 
2631241 2631350 1 110 gi|219857238|ref|NR_024866.1 
osomal RNA, partial sequence 2630432 2631792 Methylarcula 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarc 


562080 Bacteria_16S 
S ribosomal RNA, partial sequence 


strain GTC 854 16 
Firmicutes; Bacil 


562080 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


562080 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


562080 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


562080 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


562080 Bacteria_16S 
6S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


strain DSM 8239 1 
Firmicutes; Clost 


562080 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial s 
Clostridia; 


fimetarium strain 
fimetarium Bacter 


562080 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial se 
Clostridia; 


paludosum strain 
paludosum Bacteri 


562080 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


562080 Bacteria_16S 
in DSM 2925 16S ribosomal RNA, 


carbinolicum stra 
carbinolicum Bact 


562080 Bacteria_16S 
DSM 1911 16S ribosomal RNA, partial se 


wieringae strain 
wieringae Bacteri 


562080 Bacteria_16S 
6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


strain DSM 1030 1 
Firmicutes; Clost 


2142401 2142506 6 
teria; Bacteroidetes; 
2254605 2254714 2 
Lup33 16S ribosomal RNA, 
tes; Clostridia; 


2432253 2432362 2 


2769381 2769489 2 


ridia; Clostridiales; 
3277382 3277491 2 


Firmicutes; 
3278891 3279000 2 


ia; 


Firmicutes; 
3280410 3280519 2 


a; 


ridia; 
3281929 3282038 2 


Clostridiales; 


Firmicutes; 
3283453 3283562 2 


eria; 


Firmicutes; 
3284978 3285087 2 


a; 


ridia; Clostridiales; 


562080 Bacteria_16S 
chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 
chliarophilus Bacteria; Deinococcus-Thermus; 


3390031 3390140 2 


Corynebacterineae; Corynebacteriaceae; 
562080 Bacteria_16S 
ain D30 16S ribosomal RNA, partial seque 


Clostridia; 


111 gi| 219857138 


2768556 27700 


lales; Bacillaceae; Bacillus. 

2811625 2811730 6 111 gi|219857109|ref|NR_024737.1 
in MBIC4355 16S ribosomal RNA, partial sequence 2810779 281222 
eria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 

2962545 2962654 2 111 gi|219856815|ref|NR_024634.1 
bosomal RNA, partial sequence 2961676 2963171 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 

2964094 2964203 2 111 gi|219856814|ref|NR_024633.1 
ribosomal RNA, partial sequence 2963222 2964720 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 

2976314 2976423 2 111 gi|219846939|ref|NR_026531.1 
osomal RNA, partial sequence 2975480 29769 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3275863 3275972 2 111 gi| 219846737 |ref|NR_026329.1 


Ac 
219846736 
equence 
les; Eubac 
219846735 
quence 

es; Eubact 


219846734 


PLY gi 


Clostridia 
111 gi 


Clostridial 
111 gi 


6S ribosomal RNA, partial sequence 3279583 32810 


Eubacteriaceae; Acetobacterium. 
eee gi|219846733|ref|NR_026325.1 
partial sequence 3281102 328257 
Clostridia; Clostridiales; Eubacteriaceae; Ace 
111 gi|219846732|ref|NR_026324.1 
quence 3282621 328409 
Clostridiales; Eubacteriaceae; Acetob 
TL gi|219846731|ref|NR_026323.1 


Acetobacte 
219846652 


111 gi 


Deinococci; Thermale 


etobacte 


ref |NR_024766.1 


rium. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026326.1 


rium. 


110 gi|228721486|ref|NR_027609.1| Phaeobacter 
equence 1336206 1337587 Phaeobacter 
eobacteria; Rhodobacterales; Rhodobacteraceae; 
110 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 
1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 
hodobacteraceae; Roseobacter. 
109 gi|219846622|ref|NR_026214.1| Corynebacterium 
bosomal RNA, complete sequence 1499786 1501111 
afermentans Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacterium. 
111 gi|219857640|ref|NR_025229.1| Tenacibaculum 
nce 2141553 2143017 Tenacibaculum 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
111 gi|219857563|ref|NR_025151.1] Sporanaerobacter 
partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Clostridiales; Clostridiales Family XI. Incertae Sedis; 
111 gi|219857436|ref|NR_025024.1| Paenibacillus 


acillus chinjuensis 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Tenacibaculum 

2 Tenacibaculum 

riaceae; Tenacibaculum. 
Streptococcus porcinus 

porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Acetobacterium bakii 
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562080 Bacteria_16S 3432007 34321115 109 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
562080 Bacteria_16S 3433455 3433559 5 109 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
562080 Bacteria_16S 3434813 34349175 109 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
562080 Bacteria_16S 3772326 3772433 2 109 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 
562080 Bacteria_16S 3831559 3831664 6 111 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
562080 Bacteria_16S 3900161 3900269 3 112 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 


562080 Bacteria_16S 4095269 4095378 1 109 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

562080 Bacteria_16S 4173102 41732112 111 gi|219846098|ref|NR_025688.1]| Garciella 


nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 
562080 Bacteria_16S 4198909 4199018 2 111 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
562080 Bacteria_16S 75088 75196 1 109 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 


rs 


562080 Bacteria_16S 152482 152585 6 110 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 204532 204640 3 111 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

562080 Bacteria_16S 207646 207754 1 109 gi|265678924|ref|NR_029232.1| Clostridium 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 212305 212413 1 109 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
562080 Bacteria_16S 295892 296000 1 109 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


562080 Bacteria_16S 330837 330945 3 111 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
strain CC-1 16S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

562080 Bacteria_16S 337171 337279 3 111 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 


denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 


562080 Bacteria_16S 408301 408408 3 111 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

562080 Bacteria_16S 1172190 1172298 1 109 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 


peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 


562080 Bacteria_16S 1175260 1175368 3 211 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

562080 Bacteria_16S 1203995 1204103 3 111 gi|228715356|ref|NR_027528.1] Collinsella 


intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
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562080 Bacteria_16S 3626097 3626203 3 109 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
562080 Bacteria_16S 4028616 4028716 9 109 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
562080 Bacteria_16S 32746 32853 3 110 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
562080 Bacteria_16S 49210 49317 3 110 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 


562080 Bacteria_16S 120640 120747 3 110 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
562080 Bacteria_16S 123728 123835 3 110 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
562080 Bacteria_16S 132830 132933 6 109 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

562080 Bacteria_16S 158699 158806 3 110 gi| 265678957 |ref|NR_029265.1| Microbacterium 


arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
562080 Bacteria_16S 163155 163261 3 110 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
562080 Bacteria_16S 221494 221600 3 109 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 


562080 Bacteria_16S 232002 232113 2 112 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

562080 Bacteria_16S 569238 569345 3 110 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
562080 Bacteria_16S 619132 619239 3 110 gi| 265678639 |ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 


562080 Bacteria_16S 631202 631309 3 110 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
562080 Bacteria_16S 669063 669170 3 110 gi|265678603|ref|NR_028908.1| Arcanobacterium 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
562080 Bacteria_16S 673690 673797 3 110 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


562080 Bacteria_16S 684123 684230 2 109 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 756114 756221 3 110 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

562080 Bacteria_16S 1097961 1098068 3 110 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
562080 Bacteria_16S 1234171 1234278 3 110 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
562080 Bacteria_16S 1317075 1317182 3 110 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 
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GATCTGCGGCCGATTAGGTTGTTGTTGGGGTAATGGCCCAACAAGCCAGTAATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGTTGGATTCTGAGACACGAATC 
CAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCGGGCAACCGTGATAAGGGAACCTCGAGTGCCTGTATATGCAGGCTGTCCAGGTGTCTAAAACA 
CACCTGAAGAAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCGGCTCGAGTGGTGGCCACTTTTATTGGGCTTAAAGCGTTCGTAGCTGGGTT 
ATTAAGTCTCTTGGGAAATCCGGCGGCTCAACCGTCGGGCGTCTAAGGGATACTGGTAATCTTGGAACCGGGAGAGGTGAGGGTACTTCGGGGGTAGGAGTGAAA 
TCCTGTAATCCTCGAGGGACCACCTGTGGCGAAGGCGCCTCACCAGAACGGCTTCGACAGTGAGGGACGAAAGCTGGGGGAGCAAACCGGATTAGATACCCGGGT 
AGTCCCAGCCGTAAACGATGTGCGTTAGGTGTATCGACGACCACGAGTCGTCGAGGTGCCGAAGGGAAACCGTGAAACGTACCGCCTGGGAAGTACGGTCGCAAG 
GCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACAGGTGGAGCCTGCGGTTTAATTGGACTCAACGCCGGGAATCTCACCGGATAAGACAGCGGAATGATT 
GCCGGGCTGAAGACTCTGCATGACTAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGC 
CAACAGTTGCCAGCACGATCTCCGGATCGGTGGGGACACTGTTGGGACCGCCTCTGCTAAAGGGGAGGAAGGAATGGGCAACGGTAGGTCAGCATGCCCCGAATT 
ATCCGGGCTACACGCGGGCTACAATGGGCAGGACAATGGGTATCGACATCGAAAGGTGAAGGCAATCTCCTAAACCTGTCCGTAGTTCGGATTGTGGGCTGTAAC 
TCGCCCACATGAAGCTGGAATCTGTAGTAATCGCGTTTCAAAATAACGCGGTGAATGTGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCACCCGAGTGGGGT 
TTGGATGAGGCTGCGGTCGTTGCCGCAGTCGAATCTAGGTTCCGCAAGGGGGGTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCCGGTTGATCCTGCCGGAGGTCATTGCTATTGGGGTCCGATTTAGCCATGCTAGTTGCACGAGTTCATA 
CTCGTGGCGAAAAGCTCAGTAACACGTGGCCAAACTACCCTACAGAGAACGATAACCTCGGGAAACTGAGGCTAATAGTTCATACGGGAGTCATGCTGGAATGCC 
GACTCCCCGAAACGCTCAGGCGCTGTAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCA 
AGAGCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCAAGTGCGATAAGGGGACCCCAAGTGCG 
AGGGCATATAGTCCTCGCTTTTCACGACTGTAAGGCGGTCGTGGAATAAGAGCTGGGCAAGAGCGGTGCCAGCCGCCGCGGTAATACCGGCAGCTCAAGTGATGA 
CCGATATTATTGGGCCTAAAGCGTCCGTAGCCGGCCACGAAGGTTCATCGGGAAATCCGCCAGCTCAACTGGCGGGCGTCCGGTGAAAACCACGTGGCTTGGGAC 
CGGAAGGCTCGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGATGGCGAAAGCACCTCGAGAAGACGGATCCGACGGTGAGGGA 
CGAAAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGCTCGCTAGGTGTGACACAGGCTACGAGCCTGTGTTGTGCCGTAGGGA 
AGCCGAGAAGCGAGCCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCA 
ACGCCGGACATCTCACCAGCTCCGACTACAGTGATGACGATCAGGTTGATGACCTTATCACGACGCTGTAGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCG 
TGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTTCTAATTGCCAGCAGCAGTTTCGACTGGCTGGGTACATTAGAAGGACTGCCGCTGCTAAAGCG 
GAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGAGCTGGGCTACACGCGGGCTACAATGGTCGAGACAATGGGTTGCTATCTCGAAAGAGAACGCTA 
ATCTCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCATTTCAATAGAGTGCGGTGAATACGTCCCT 
GCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGAGGTCCGGATGAGGCCACCACACGGTGGTCGAATCTGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGG 
TAGCCGTAGGGGAATCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGGTCATTGCTATTGGAGT 
CCGATTTAGCCATGCTAGTTGCACGGGTTTAGACCCGTAGCAGATAGCTCAGTAACACGTGGCCAAACTACCCTATGGATCCGGATACCCTCGGGAAACTGAGAC 
TAATCCGGAATAGCGTTCATCGCCTGGAGTGGCACGAACGCGAAACGTTACGGCGCCATAGGATGTGGCTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCA 
CCGTGCCCATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACT 
GCACGCGAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTCACGACCGTAAGGAGGTCGTAGAATAAGTGCTGGGCAAGACCGGTGCCAG 
CCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGCCACGCAAGTTCGTCGGGAAATCTGCGCGCTTAACGCG 
CAGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCCGGGGTAGGAGTGAAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAA 
GCGCCTCTGGAAGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCGGGTAGTCCGAGCTGTAAACGATGTCTGCTAGGTGTGG 
CACAGGCTACGAGCCTGTGCTGTGCCGTAGGGAAGCCGTGAAGCAGACCGCCTGGGAAGTACGTCCGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTA 
CAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAACGTGCAGTGAAGGTCAGGTTGATGACCTTACTGGAGCCGTTGAG 
AGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAACACCCTTGCGGTGGTT 
GGGTACATTAGGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGTGCTGGGCGACACGCGGGCTACAATGGCCGA 
GACAGTGGGATGCAACCCCGAAAGGGGACGCTAATCTCCGAAACTCGGTCGTAGTTCGGATTGAGGACTGAAACTCGTCCTCATGAAGCTGGATTCGGTAGTAAT 
CGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAGTGGGGTCCGGATGAGGNCGACGCAACGTCGGTCGAAT 
CTGGGCTCCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGC 
CGGAGGCCACTGCTATCGGGGTCCGACTAAGCCATGCGAGTCAAGGGGCGCTTGCGCGCACCGGCACACGGCTCAGTAACACGTCGGTAACCTACCCTCGGGAGG 
GGGACAACCCCGGGAAACTGGGGCTAATCCCCCATAGGTTTGGGGCGCTGGAAAGCCCCCAAACCGAAAGCTCCGGCGCCCGAGGATGGGCCGGCGGCCGATTAG 
GTAGTTGGTGGGGTAACGGCCCACCAAGCCGACAATCGGTACGGGCAGTGAGAGCTGGAGCCCGGAGATGGACACTGAGACACGGGTCCAGGCCCTACGGGGCGC 
AGCAGGCGCGAAACCTCCGCAATGCGGGAAACCGCGACGGGGGGACCCCGAGTGCCGTGGACAACCACGGCTTTTCCGGAGTGTAAGAAGCTCCGGGAATAAGGG 
CTGGGCAAGGCCGGTGGCAGCCGCCGCGGTAATACCGGCGGCCCAAGTGGTGGCCACTATTATTGGGCCTAAAGCGTCCGTAGCCGGGCCTGTAAGTCCCTGGCG 
AAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATACTGCAGGCCTAGGGACCGGGAGAGGCCGGGGGTACTCCTGGGGTAGGGGTGAAATCCTATAATCCCAG 
GAGGACCGCCAGTGGCGAAGGCGCCCGGCTGGAACGGGTCCGACGGTGAGGGAC GAAGGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAA 
AGGATGCGGGCTAGGTGTTGCCTGGACCCCGAGTCCAGGCAGTGCCGCAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAG 
GAATTGGCGGGGGAGACACTACAAGGGGTGGAGCGTGCGGTTTAATTGGATTCAACGCCGGGAACCTCACCGGGGGCGACGGCAGGATGAAGGCCAGGCTAAAGG 
TCTTGCCGGACACGCCGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCACTTAAGTGTGGTAACGAGCGAGACCCGCACCCCCAGTTGCCAG 
CCCTCCCCGCCGGGGAGGAGGCACTCTGGGGGGACTGCCGGCGATAAGCCGGAGGAAGGAGCGGGCGACGGTAGGTCAGTATGCCCCGAAACCCCCGGGCTACAC 
GCGCGCTACAATGAGCGGGACAATGGGAACCGACCCCGAAAGGGGAAGGGAATCCCCTAAACCCGCTCCCAGTTCGGATTGCGGGCTGCAACTCGCCCGCATGAA 
GCTGGAATCCCTAGTACCCGCGTGTCATCATCGCGCGGCGAATACGTTCCCTGCTCCTTGCACACACCGCCCGTCACTCCACCCGAGCGGGGTTTGGATGAGGCC 
TCGTCCGCTGGGCGGGGTCGATCCCAGGTCCGTGAGGGGGAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGTTGATCCTGC 
CAGAGGCTATTGCTATCAGGGTTTGACTAAGCCATGCGAGTCGAGAGGTGAAAGACCTCGGCATACTGCTCAGTAACACGTGGATAATCTGCCCTCAGGTGAGGA 
ATAATCCCGGGAAACTGGGGCTAATGCCTCATAGGAGACGGGTGCTGGAATGCTCTGTCTCCGAAAGGTCCGCCGCCTGAGGATGAGTCTGCGTCCGATTAGGTT 
GTTGTTGGGGTAACGGCCCAACAAGCCTTTGATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGATGGATTCTGAGACATGAATCCAGGCCCTACGGGGCGCAGC 


562080 Bacteria_16S 1346224 1346331 3 110 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

562080 Bacteria_16S 1697910 1698017 3 110 gi|219878409|ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

562080 Bacteria_16S 1760434 1760541 3 110 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

562080 Bacteria_16S 1761955 1762062 3 110 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

562080 Bacteria_16S 1763477 1763584 3 110 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

562080 Bacteria_16S 1948904 1949011 3 110 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

562080 Bacteria_16S 1972935 1973042 2 109 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 2035588 2035695 3 110 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

562080 Bacteria_16S 2237868 2237975 2 109 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

562080 Bacteria_16S 2329043 2329150 3 110 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

562080 Bacteria_16S 2577415 2577522 3 110 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
562080 Bacteria_16S 2578844 2578951 3 110 gi|219857282|ref|NR_024913.1| Cellulomonas persica 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
562080 Bacteria_16S 2748384 2748491 3 110 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al1-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

562080 Bacteria_16S 2795028 2795135 2 109 gi|219857120|ref|NR_024748.1]| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

562080 Bacteria_16S 2838811 2838918 3 110 gi|219856898|ref|NR_024717.1| Agromyces bracchium 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

562080 Bacteria_16S 2941404 2941510 3 109 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

562080 Bacteria_16S 2956520 2956627 3 110 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

562080 Bacteria_16S 2957978 2958085 3 110 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

562080 Bacteria_16S 2959439 2959546 3 110 gi|219856817|ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

562080 Bacteria_16S 2971710 2971813 6 109 gi|219846942|ref|NR_026534.1| Pseudomonas 
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562080 Bacteria_16S 3115443 3115550 3 110 gi| 219846845 |ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

562080 Bacteria_16S 3224546 3224653 3 110 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
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562080 Bacteria_16S 3737956 3738063 3 110 gi|219846409|ref|NR_026000.1 
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Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 
562080 Bacteria_16S 3746737 3746844 3 110 gi| 219846403 |ref|NR_025994.1 


strain IFO 13155 


Proteobacteria; 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
562080 Bacteria_16S 
thalassicus strai 
thalassicus Bacte 
562080 Bacteria_16S 
nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 
562080 Bacteria_16S 


espejiana strain 
Bacteria; 
Pseudoalteromonas 


562080 Bacteria_16S 
aminovalericum st 
aminovalericum Ba 
562080 Bacteria_16S 
strain 40 16S rib 
G 
562080 Bacteria_16S 
strain 2502 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
562080 Bacteria_16S 


Proteobacteria; 


strain KS 0043 16 
Proteobacteria; B 


subtile strain F3 
Bacteria; Actinob 


562080 Bacteria_16S 
RA161 16S ribosomal RNA, partial seque 
Bifidobacte 


saeculare strain 
Bacteria; Actinob 


562080 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


562080 Bacteria_16S 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
562080 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


strain BSB 41.8 1 
Proteobacteria; B 


562080 Bacteria_16S 


strain Kl1l1 16S ri 
Proteobacteria; B 


Proteob 


16S 3736496 3736603 3 110 gi 
16S ribosomal RNA, partial sequence 37 


3742349 3742456 3 110 
ribosomal RNA, partial sequence 


gi 


3837424 3837530 3 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
4027072 4027178 2 109 gi 


109 gi 


eria; Proteobacteria; 


4165528 4165627 10 109 gi 


Bacteria; Proteobacteria; 


4183814 4183921 2 109 gi 
Firmicutes; Clostridia; 
4218630 4218737 3 


ria; 


110 gi 


Actinomadura. 
128240 128345 3 


ae; 


109 gi 


189190 189300 1 111 


gi 
cteria; Firmicutes; Clostridia; 
213893 213998 3 109 
osomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
225976 226081 3 109 gi 
ibosomal RNA, partial sequence 


gi 


308059 308165 3 
S ribosomal RNA, 


109 gi 


335604 335710 3 109 gi 
acteria; Actinobacteridae; 


338735 338841 3 109 gi 
acteria; Actinobacteridae; 
442362 442468 3 109 gi 


strain T16 16S ribosomal RNA, partial 


499042 499148 3 109 gi 


500594 500700 3 109 gi 
etaproteobacteria; Burkholderiales; 
534095 534201 3 109 
bosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; 


gi 


acteria; Actinobacteridae; Actinomycet 


Stre 


in PF2803 16S ribosomal RNA, partial s 
Deltaproteobacte 


n SC 562 16S ribosomal RNA, partial se 
Clostridi 


in L 46 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 


261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


rain DSM 1283 16S ribosomal RNA, parti 
Clostr 


95 16S ribosomal RNA, partial sequence 
Bifidobacte 


Bacteria; Actinobacteria; Actinobacter 


219846410 
35706 37371 


ales; 


219846406 


3741557 37429 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
562080 Bacteria_16S 
strain 62 16S rib 
G 
562080 Bacteria_16S 
alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum. 
562080 Bacteria_16S 
strain CV2803 16S ribosomal RNA, parti 
Deltaproteob 


ptosporang 
219846337 


3836584 38380 
alomonad 


H 
219846205 
equence 
ria; Desul 


219846104 
al sequenc 
acteria; D 


219846088 
quence 
ales; Pept 
219846062 
uence 
Actinomy 


’ 


265678977 
e 12740 
nadales; P 


265678937 
al sequenc 
idiales; C 
265678920 


213019 21448 


Marinomon 
265678912 


225125 22658 


nebacterin 
265678855 


complete sequence 307188 30872 
etaproteobacteria; Burkholderiales; Co: 
562080 Bacteria_16S 


mamonadace 
265678834 
33475 
riales; Bi 
265678832 
nce 33788 
riales; Bi 
265678760 
sequence 
idae; Bifi 


265678719 
ence 49817 
riales; Co 
265678718 


6S ribosomal RNA, partial sequence 499730 50125 
Co. 


mamonadace 
265678696 


Stre 


ref|NR_026001.1 


ptosporangineae; 


ref |NR_025997.1 


inea 
ref 


e; Streptosp 
NR_025927.1 


aceae; Halomonas 
ref|NR_025795.1 

4026183 402770 
fobacterales; De 


ref|NR_025694.1 
e 4164674 416611 
esulfobacterales 
ref |NR_025678.1 
183005 418440 
ostreptococcacea 
ref|NR_025652.1 
4217823 421929 
cetales; Strepto 


rs 


ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


ref |NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref |NR_029228.1 


as. 
ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacteri 
ref|NR_029161.1 


mamo 
ref 


nadaceae; Hy 
NR_029023.1 


ae; Hydrogenopha 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 

etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


v 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Actinomadura 
1 Actinomadura 
sporangineae; 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Clostridium 
Clostridium 
lostridium. 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Mycobacterium chitae 
chitae Bacteria; 

aceae; Mycobacterium. 
Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


ae; Comamonas. 
ref|NR_029139.1| Bifidobacterium 
5 336267 Bifidobacterium subtile 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029137.1| Bifidobacterium 
6 339399 Bifidobacterium saeculare 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029065.1| Bifidobacterium 
441527 442954 Bifidobacterium 
dobacteriales; Bifidobacteriaceae; 
ref|NR_029024.1| Hydrogenophaga 
8 499679 Hydrogenophaga defluvii 


drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 


ref|NR_029001.1 


Ottowia. 


Ottowia thiooxydans 


533233 534757 Ottowia thiooxydans Bacteria; 
Comamonadaceae; 


562080 Bacteria_16S 544755 544860 3 109 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

562080 Bacteria_16S 576726 576832 3 109 gi|265678668|ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
562080 Bacteria_16S 708044 708150 3 109 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

562080 Bacteria_16S 855269 855375 3 109 gi|265678475|ref|NR_028778.1| Propionibacterium 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 


microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Propionibacteriaceae; Propionibacterium. 

562080 Bacteria_16S 882477 882583 3 109 gi| 265678456 |ref 
koreensis strain LM042 16S ribosomal RNA, partial sequence 88163 


0 883139 Catel 


1 


854408 855931 Propionibacterium 
etales; Propionibacterineae; 
NR_028758.1| Catellatospora 


atospora koreensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

562080 Bacteria_16S 944148 944254 3 109 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

562080 Bacteria_16S 945711 945817 3 109 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy 
562080 Bacteria_16S 948837 948943 3 109 gi| 265678413 |ref|NR_028715.1 
strain PHL 16S ribosomal RNA, partial sequence 947973 94948 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

562080 Bacteria_16S 950398 950504 3 109 gi|265678412|ref|NR_028714.1 
strain 133 16S ribosomal RNA, partial sequence 949535 95104 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

562080 Bacteria_16S 951957 952063 3 109 gi|265678411|ref|NR_028713.1 
strain 146 16S ribosomal RNA, partial sequence 951100 95259 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
562080 Bacteria_16S 1037652 1037758 3 109 gi|265678353|ref|NR_028655.1 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 10382 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
562080 Bacteria_16S 1149506 1149612 3 109 gi| 253680757 |ref|NR_028005.1 


strain AAFu3 16S ribosomal RNA, partial sequence 1148654 11501 


Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 
562080 Bacteria_16S 1196424 1196530 3 109 gi|228715574|ref 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 11955 


erribacter 
228715504 
e 11971 


12809 Bacteria; Deferribacteres; Deferribacterales; Def 
562080 Bacteria_16S 1197984 1198090 3 109 gi 
tataouinensis TTB310 16S ribosomal RNA, partial sequenc 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Bu 
562080 Bacteria_16S 1218955 1219061 3 109 gi 
strain CCUG 33897 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Luteococcus. 
562080 Bacteria_16S 


219878368 
12181 
ales; 
219857449 
equence 


1247799 1247905 3 109 gi 
hartmannellae strain AlHsp 16S ribosomal RNA, partial s 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiace 
562080 Bacteria_16S 1280650 1280756 3 109 gi|219846091 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 12812 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Aeromicrobium. 
562080 Bacteria_16S 
thermacidophilum 


219846082 
omal RNA, 


1330868 1330974 3 109 gi 
subsp. porcinum strain P3-14 16S ribos 


rkholderia 


Prop 


acea 
ref 


les; 
ref 


ioni 
ref 


ae; 
ref 


ioni 


ref 
comp 


65 1197080 Denit 


31 1198567 Ramli 


99 1219566 Luteo 


1246931 12484 


10 Aeromicrobium 


NR_027535.1 
© 
e; Denitrovi 
NR_027534.1 
b 
Comamonadac 
NR_025507.1 
c 
bacterineae; 
NR_025037.1 
5 


o@ 


Neochlamydi 
NR_025681.1 


bacterineae; 


NR_025672.1 
lete sequenc 


drogenophaga. 
Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Neochlamydia 
9 Neochlamydia 
Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales; 
562080 Bacteria_16S 
obscurus DSM 4316 


Bifidobacteriaceae; Bifidobacterium. 
1344696 1344802 3 109 gi 
0 16S ribosomal RNA, partial sequence 


228721038 
13438 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Geodermatophilus. 
562080 Bacteria_16S 1367261 1367367 3 109 gi| 228718799 


strain E58 16S ribosomal RNA, complete sequence 1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


562080 Bacteria_16S 1376503 1376609 3 109 gi|228717818 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 13756 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales 
562080 Bacteria_16S 1481004 1481110 3 109 gi| 219878371 


denitrificans strain K601 16S ribosomal RNA, partial sequence 


ref 


, 


Fr 


ref 


ref 


C0 


50 1345331 Geode 


26 Chlamydophila 


65 1377116 Polar 


NR_027601.1 
r 
e 


ankineae; G 


NR_027576.1 
NR_027567.1 


° 
mamonadacea 


ref 


NR_025510.1 


e: 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Polaromonas 

monas naphthalenivorans 
Polaromonas. 
Alicycliphilus 


’ 


1480151 1481652 Alicycliphilus 


denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Alicycliphilus. 


562080 Bacteria_16S 1549021 1549127 3 


109 


strain B8 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Aq 


562080 Bacteria_16S 1550487 1550593 3 


109 


strain B6 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Aq 


562080 Bacteria_16S 1551955 1552061 3 


citratiphilum strain B4 16S ribosomal RNA, partial sequ 
Proteobacteria; Betaproteobacteria; Burkholde 


Bacteria; 
562080 Bacteria_16S 
scardovii strain 


1833288 1833394 3 


Bifidobacterium. 
562080 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; Streptomyces. 

562080 Bacteria_16S 2077084 2077190 3 


2058799 2058906 3 


propionicum strain DSM 43307 16S ribosomal RNA, partial 


109 


109 


110 


109 


gi 


gi 


gi 


gi 


CCUG 13008 16S ribosomal RNA, partial 
scardovii Bacteria; Actinobacteria; Actinobacteridae; 


gi 


strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 


gi 


propionicum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 
562080 Bacteria_16S 2155939 2156045 3 


taiwanensis strain LS-293 16S ribosomal RNA, partial se 
Rubrobacteridae; 


taiwanensis Bacteria; Actinobacteria; 
Rubrobacteraceae; Rubrobacter. 
562080 Bacteria_16S 2178776 2178882 3 


henchirensis strain TMB834 16S ribosomal RNA, partial s 
Betaproteobacter 


henchirensis Bacteria; 
562080 Bacteria_16S 

buryatense strain 
Bacteria; 
562080 Bacteria_16S 
strain KF46F 16S 


Proteobacteria; 
2277759 2277864 3 


2304825 2304931 3 


109 


109 


109 


109 


ribosomal RNA, partial sequence 


gi 


gi 


gi 


5B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; 


gi 


B 


Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 


562080 Bacteria_16S 
strain KCTC 12005 


2315471 2315577 3 


109 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 


562080 Bacteria_16S 2359309 2359415 3 


australiense strain LCDC-98A072 16S ribosomal RNA, part 
australiense Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 


562080 Bacteria_16S 2410989 2411095 3 109 gi| 219857453 |ref|NR_025041.1 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 24116 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 
562080 Bacteria_16S 2456634 2456739 3 109 gi|219857413|ref|NR_025001.1 


109 


gi 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, part 
salmonicida subsp. pectinolytica Bacteria; Proteobacter 


Aeromonas. 
2464069 2464175 3 


Aeromonadaceae; 
562080 Bacteria_16S 


109 


gi 


putrefaciens strain DSM 1291 16S ribosomal RNA, partial 


putrefaciens Bacteria; 
562080 Bacteria_16S 
palleronii strain 


Firmicutes; 
2543578 2543684 3 


Clostridia; 


109 


gi 


CCUG 20334 16S ribosomal RNA, partial 


palleronii Bacteria; Proteobacteria; Betaproteobacteria 


562080 Bacteria_16S 2545135 2545241 3 


strain CCUG 2113 


109 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


562080 Bacteria_16S 
strain ATCC 19624 


2546691 2546797 3 


109 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


562080 Bacteria_16S 2569610 2569716 3 


109 


gi 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial 


frigidicarnis Bacteria; 
562080 Bacteria_16S 
strain SEBR 4211 
Firmicutes; Clostridia; 
562080 Bacteria_16S 


Firmicutes; 
2615917 2616027 1 


Clostridiales; 
2626644 2626750 3 


Clostridia; 


111 


109 


Clostri 
gi 


gi 


ia 


s 


Clostridia 


s 


’ 


mal 


mal 


se 


di 


mi 


ua 
ua 
en 
riales; 

219878313 


sequence 
if 


s 


s 


ia; 


ia 


219857245 
1548180 1549595 Aquabacterium 
bacterium. 
219857244 
1549646 1551061 Aquabacterium 
bacterium. 
219857243 
ce 1551112 1552529 Aquabacterium citratiphilum 
Aquabacterium. 


219878152 
equence 
ridae; 


219878138 
equence 
Actinomycetales; Propioni 


219857631 
quence 
Ru 


219857614 
equence 

Burkholderiales; 
219857548 
2276893 2278392 Methyl 


219857526 
2303983 23054 
monadaceae; 
219857519 
2314634 2316097 Comamo 
monadaceae; 
219857488 
1 sequence 2358483 235995 
Actinomycetales; Propion 


219857407 
equence 
Clostridiaceae; 
219857348 
equence 
Burkholderiales; 
219857347 
16S ribosomal RNA, partial sequence 2544276 25457 


les; 


quence 
ales; 


ly XII. 


219857247 


bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriaceae; Tessaracoccus. 


idobacteriales; 


brobacterales; 


ial sequence 
; Gammaproteobacteria; 


Clostridiaceae; Cl 
219857255 
16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fa 


ref |NR_024875.1 


ref|NR_024874.1 
ref 


NR_024871.1 


NR_025452.1 
1832458 183383 


ref |NR_025291.1 
2057971 205946 


ref|NR_025277.1 
2076251 207775 


ref |NR_025220.1 
2155131 215660 


ref |NR_025203.1 
2177978 217937 
ref |NR_025136.1 


Methylococcaceae; 
ref|NR_025114.1 


Xenophilus. 
ref|NR_025107.1 
Comamonas. 


ref|NR_025076.1 


245578 


ref|NR_024995.1 

2463226 246471 
Clo 
ref|NR_024936.1 

2542716 254422 
Comamon 
ref|NR_024935.1 
Acidovorax. 
ref|NR_024934.1 
Hylemonella. 
ref|NR_024919.1 

2568768 257024 


ref|NR_024886.1 


Incertae Sedis; 


Comamonadaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 


Bifidobacterium 
7 Bifidobacterium 


Bifidobacteriaceae; 


Streptomyces 
9 Streptomyces 


Actinomycetales; Streptomycineae; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Rubrobacter 
6 Rubrobacter 


Rubrobacterineae; 


Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Clostridium 

2 Clostridium 

stridium. 

Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 
monadaceae; 
219857346 
2545837 2547323 Hylemo 
monadaceae; 
219857288 


Hylemonella gracilis 
nella gracilis Bacteria; 


Clostridium 

8 Clostridium 

ostridium. 

Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Tessaracoccus 


ref|NR_024877.1 
2625807 262727 


1 Tessaracoccus 


562080 Bacteria_16S 2645025 2645131 3 109 gi 
intermedia strain S1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
562080 Bacteria_16S 2658542 2658648 3 109 gi 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial 


erythreum Bacteria; Actinobacteria; Actinobacteridae; Act 


Nocardioidaceae; Aeromicrobium. 

562080 Bacteria_16S 2744096 2744202 3 
strain T7 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
562080 Bacteria_16S 2749798 2749904 3 109 gi 
nitroreducens strain NA10B 16S ribosomal RNA, partial s 


109 gi 


nitroreducens Bacteria; Proteobacteria; Betaproteobacte 
Diaphorobacter. 
562080 Bacteria_16S 2770894 2770999 3 109 gi 


strain IFO 16295 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
562080 Bacteria_16S 2848054 2848160 3 109 gi 
strain IAM 12409 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
562080 Bacteria_16S 2849615 2849721 3 109 gi 
saccharophila strain DSM 654 16S ribosomal RNA, partial 
saccharophila Bacteria; Proteobacteria; Betaproteobacte 
562080 Bacteria_16S 2862030 2862136 3 109 gi 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partia 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteri 
562080 Bacteria_16S 2898862 2898968 3 109 gi 
glycogenica strain Lg2 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Micropruina. 
562080 Bacteria_16S 2946017 2946126 1 111 gi 
collinoides strain JCM1123 16S ribosomal RNA, partial s 
collinoides Bacteria; Firmicutes; Lactobacillales; Lact 
562080 Bacteria_16S 3014355 3014461 3 109 gi 
strain BSB411 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
562080 Bacteria_16S 3043181 3043286 3 109 gi 
strain lacT 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
562080 Bacteria_16S 3079317 3079423 3 109 gi 
multipotens strain RH-8 16S ribosomal RNA, partial sequ 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; D 
562080 Bacteria_16S 3080893 3080999 3 109 gi| 219846868 
propionica strain U-8 16S ribosomal RNA, partial sequence 30800 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; D 
562080 Bacteria_16S 3082469 3082575 3 109 gi| 219846867 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desu 
Desulfurella. 

562080 Bacteria_16S 3269738 3269844 3 109 gi|219846741 


strain Feox-1 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Le 
562080 Bacteria_16S 3414311 3414419 3 111 gi 
strain CIP 103259 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
562080 Bacteria_16S 3420261 3420366 3 109 gi 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas 
562080 Bacteria_16S 3423223 3423328 3 109 gi 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, part 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobact 
Pseudoalteromonas 
562080 Bacteria_16S 3426183 3426288 3 109 gi 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; 
Pseudoalteromonas 
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sequence 
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Alteromon 


Co: 
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ref |NR_024856.1 
82 2645662 Hydro 
mamonadaceae; H 
ref|NR_024846.1 

2657714 265918 
ales; Propionib 


v 


ref |NR_024786.1 
ae; Delftia. 
ref |NR_024782.1 
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ref|NR_024765.1 
Nocardiace 
NR_024711.1 


eae; 
ref 


ae; Delftia. 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref|NR_024702.1 
2861171 286267 
deriales; Comamo 
ref|NR_024676.1 
36 2899473 Microp 
ionibacterineae; 


ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 
ref|NR_026506.1 


ae; Acidovorax. 
ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref |NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
NR_026459.1 
3 
s 


ellales; De 


ref |NR_026333.1 


ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


g 
y 


a 


Coma: 


Hydrogenophaga 

enophaga intermedia 

drogenophaga. 
Aeromicrobium 

7 Aeromicrobium 

cterineae; 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 
a 


e; Rhodococcus. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Lactobacillus 

8 Lactobacillus 

Ss. 

Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 
Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 

4 Desulfurella 
ulfurellaceae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Pseudoalteromonas 
alteromonas rubra 

aceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


ref |NR_026218.1 
3426820 342824 


Pseudoalteromonas 
2 Pseudoalteromonas 


562080 Bacteria_1 


strain ATCC 43992 
Proteobacteria; 


strain NCFB 3026 


Fusobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


denitrificans Bac 


562080 Bacteria_16S 


strain CLN-1 16S 


G 
562080 Bacteria_1 


Fus 
562080 Bacteria_1 
strain Anox B 16S 
B 
562080 Bacteria_16S 
strain 34-P 16S r 
B 
562080 Bacteria_16S 
strain SS-1 16S r 
B 
562080 Bacteria_16S 
yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 
562080 Bacteria_16S 
denitrificans str 


6S 3429144 3429249 3 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
6S 3500010 3500119 2 112 


Ss 
gi 


obacteriales; Fusobacteriaceae; 
6S 3589959 3590065 3 109 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3794938 3795044 3 109 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3854107 3854213 3 109 
ibosomal RNA, partial sequence 


gi 


gi 


Co: 
gi 


ribosomal RNA, partial sequence 


219846625 


he 
219846576 


16S ribosomal RNA, partial sequence 3499171 35006 
Cetoba 


cterium. 
219846516 


3589120 35906 
Id 


eonella. 
219846367 


3794096 37955 
monadace 


mai 
219846326 


3853246 38547 


etaproteobacteria; Burkholderiales; Leptothrix. 

3918091 3918197 3 109 gi|219846282|ref|NR_025872.1 
rain YU 127-1 16S ribosomal RNA, partial sequence 3917267 391873 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
e; Spirilliplanes. 

3972029 3972135 3 109 gi|219846244|ref|NR_025834.1 
ain AS-P1 16S ribosomal RNA, partial sequence 3971185 397263 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 

4081644 4081750 3 109 gi|219846165|ref|NR_025755.1 


4080799 40822 


34282 
wanellac 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026168.1 
73 Cetobacterium 


ref|NR_026108.1 


ref|NR_025958.1 


Polaromonas. 
NR_025916.1 


ae; 
ref 


Shewanella benthica 
ella benthica Bacteria; 


Cetobacterium ceti 
ceti Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

562080 Bacteria_16S 4101082 4101188 3 109 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

562080 Bacteria_16S 4189913 4190019 3 109 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

562080 Bacteria_16S 4245804 4245909 3 109 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

562080 Bacteria_16S 83942 84047 6 111 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

562080 Bacteria_16S 186094 186202 2 111 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

562080 Bacteria_16S 264059 264164 6 Lid gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
562080 Bacteria_16S 425343 425448 6 211 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

562080 Bacteria_16S 443875 443980 6 111 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
562080 Bacteria_16S 602207 602312 6 111 gi| 265678651 |ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

562080 Bacteria_16S 664546 664655 2 111 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

562080 Bacteria_16S 864564 864669 6 111 gi| 265678469 |ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
562080 Bacteria_16S 1028480 1028585 6 111 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

562080 Bacteria_16S 1072513 1072618 6 111 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

562080 Bacteria_16S 1166149 1166257 2 LTT gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

562080 Bacteria_16S 1167579 1167684 6 Lid gi|228719858|ref|NR_027586.1| Psychroflexus torquis 


ATCC 700755 16S r 
Bacteria; Bactero 


ibosomal RNA, partial sequence 


idetes; Flavobacteria; Flavobacteriale 


s; Flavoba 


cteriaceae; Psyc 


1166738 1168192 Psychroflexus torquis ATCC 700755 


hroflexus. 


562080 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


562080 Bacteria_16S 
P9a-h 16S ribosomal RNA, partial seque 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


562080 Bacteria_16S 


strain CCM 132 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
562080 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 


562080 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


562080 Bacteria_16S 


strain NNO15860 1 
Bacteroidetes; Fl 


562080 Bacteria_16S 


strain NNO15840 1 
Bacteroidetes; Fl 


562080 Bacteria_16S 


Flavobacteria; Fl 


562080 Bacteria_16S 


562080 Bacteria_16S 


strain KMM 3677 1 


Bacteroidetes; Fl 


562080 Bacteria_16S 


strain KMM 3676 1 


Bacteroidetes; Fl 


562080 Bacteria_16S 


ococcineae; Micrococcaceae 
1464259 1464368 2 111 gi|224581410|ref|NR_027191.1 
ibosomal RNA, partial sequence 1463419 1464873 Mogibacterium 
ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
1544503 1544608 6 111 gi|219857262|ref|NR_024893.1 
S ribosomal RNA, partial sequence 1543657 15451 
avobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
2063307 2063412 6 111 gi| 219878148 |ref|NR_025287.1 
6S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
2064830 2064935 6 111 gi| 219878147 |ref|NR_025286.1 
6S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
2096995 2097100 6 111 gi|219878124|ref|NR_025263.1 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteri 
avobacteriales; Flavobacteriaceae; Mesonia. 
2106102 2106207 6 111 gi|219878116|ref|NR_025255.1 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 210665 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae 
2684140 2684245 6 111 gi|219857200|ref|NR_024828.1 
6S ribosomal RNA, partial sequence 2683309 26847 
avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
2685582 2685687 6 111 gi|219857199|ref|NR_024827.1 
6S ribosomal RNA, partial sequence 2684767 26861 
avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
2687051 2687156 6 111 gi|219857198|ref|NR_024826.1 


strain KMM 3526 1 
Bacteroidetes; Fl 


562080 Bacteria_16S 


holothuriorum str 
holothuriorum Bac 
Salegentibacter. 


562080 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


562080 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


562080 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


562080 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


562080 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


562080 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


562080 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


562080 Bacteria_16S 
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1374967 1375072 6 111 gi|228717906|ref|NR_027568.1 
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avobacteriales; Flavobacteriaceae; Kordia. 
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NR_025827.1 


zionia. 


Kordia algicida strain 
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Cellulophaga baltica 
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6 Brumimicrobium 
Brumimicrobium. 
Zobellia russellii 
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16 Zobellia russellii Bacteria; 
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50 Zobellia laminariae Bacteria; 
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48 Zobellia amurskyensis Bacteria; 


Salegentibacter 
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Cellulophaga pacifica 


pacifica Bacteria; 


Arenibacter 
9 Arenibacter 
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Bacteroidetes; Fl 
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562080 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


562080 Bacteria_16S 
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562080 Bacteria_16S 
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Flavobacteria; Fl 


562080 Bacteria_16S 
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mishustinae Bacte 


562080 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


562080 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


562080 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


562080 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


562080 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


562080 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


562080 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


562080 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


562080 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


562080 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


562080 Bacteria_16S 


strain Y10-2 16S 
Bacteroidetes; Fl 


562080 Bacteria_16S 


strain SW49 16S r 
Bacteroidetes; Fl 


562080 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


562080 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


562080 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


562080 Bacteria_16S 
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562080 Bacteria_16S 
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vibrioformis Bact 
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389749 389857 3 110 gi 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 


3988043 3988148 6 111 gi|219846233|ref|NR_025823.1| Aquimarina muelleri 
6S ribosomal RNA, partial sequence 3987206 3988632 Aquimarina muelleri Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aquimarina. 

3989521 3989626 6 111 gi|219846232|ref|NR_025822.1| Gillisia mitskevichiae 
6S ribosomal RNA, partial sequence 3988683 3990112 Gillisia mitskevichiae Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gillisia. 

3991012 3991117 6 111 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
somal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Pibocella. 

3992508 3992613 6 111 gi|219846230|ref|NR_025820.1| Salegentibacter 
n KMM 6049 16S ribosomal RNA, partial sequence 3991660 3993097 Salegentibacter 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 

4013496 4013601 6 a ta gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
6S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

4014975 4015080 6 111 gi|219846213|ref|NR_025803.1| Winodgradskyella 

KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

4016454 4016559 6 111 gi|219846212|ref|NR_025802.1| Winogradskyella 
in KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
eria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

4072393 4072502 2 111 gi|219846171|ref|NR_025761.1| Soehngenia 
rain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 

4087786 4087891 6 111 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 
6S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 


; Maribacter. 
ref|NR_025750.1| Maribacter aquivivus 
71 Maribacter aquivivus Bacteria; 
; Maribacter. 
ref|NR_025749.1| Maribacter orientalis 
60 Maribacter orientalis Bacteria; 
; Maribacter. 
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37 Arenibacter certesii Bacteria; 
; Arenibacter. 
ref|NR_025696.1| Algibacter lectus 
67 Algibacter lectus Bacteria; 
; Algibacter. 
ref|NR_025640.1| Aequorivita lipolytica 
27 Aequorivita lipolytica Bacteria; 
; Aequorivita. 
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99 Aequorivita antarctica Bacteria; 
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AGGCGCGAAAACTTTACAATGCGAGCAATCGTGATAAGGAAACCCTGAGTGCCTGTCAATGCAGGCTTGTTCTGGTGTCTAACACACACCAGGAGAAAGGGCGGG 
GCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCTGCTCGAGTGATAGCCACTTTTACTGGGCTTAAAGCGTTCGTAGCTTGGTCGTTAAGTCTCTGGGGAAAT 
CTTTTGGCTCAACCAAAAGGCGTCTCAGGGAAACTGACGATCTTGGAACCGGGAGAGGTAAGACGTACTTCGGGGGTAGGAGTGAAATCTTGTAATCCCCGAGGG 
ACGACCGATGGCGAAGGCATCTTACCAGAACGGCTTCGACAGTGAGGGACGAAAGCTGGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGA 
TGTGCGTTAGGTGTGTCAGTGACCACGAGTCGCTGAGGTGCCGAAGGGAAACCGTGAAACGCACCGCCTGGGAAGTACGGTCGCAAGGCTGAAACTTAAAGGAAT 
TGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACAACTCACCGGATACGACAGCGGAATGATAGCCGGGCTGAAGACTCTG 
CTTGACTAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCACGCCAACAGTTGCCAGCATAA 
TCTCCGGATTGATGGGGACACTGTTGGGACCGCCTCTGCTAAAGGGGAGGAAGGAATGGGCAACGGTAGGTCAGCATGCCCCGAATTATCCGGGCTACACGCGGG 
CTACAATGGATGGGACAATGGGTTTCGACACCGAAAGGTGAAGGTAATCTCCTAACCCCACCCGTAGTTCGGATTGCGGGCTGCAACTCGCCCGCATGAAGCTGG 
AATCCGTAGTAATCGCGTCTCACGATGGCGCGGTGAATATGTGCCCTGCTCCTTGCACACACCGCCCGTCAAACCACCCGAGTGGGGTCTGGATGAGGCGGCAGT 
TTATGCTGCTGTCGAATCTAGGTTCCGCAAGGGGGGTTAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATT 
CCGGTTGATCCTGCCGGAGGTCATTGCTATTGGAGTCCGATTTAGTCATGCTAGTTGTACGAGTTTAGACTCGTAGCAGATAGCTCAGTAACACGTGGCCAAACT 
ACCCTATGGACCAAGACAACCTCGGGAAACTGAGGCTAATCTTGGATACGATTCTCCCGCTGGAACTGCAGAGAATCCGAAACGCTCCGGCGCCATAGGATGTGG 
CTGCGGCCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCGATAATCGGTACGGGTTGTGAGAGCAAGAGCCCGGAGACGGTATCTGAGACAAGATACCGG 
GCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGCACGCCAGTGCGATAAGGGGACTCCGAGTGCGAGGGCATATAGTCCTCGCTTTTCACCACCGTAAGG 
TGGTGGTGGAATAAGTGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGCACGAGTGATGACCGCTATTATTGGGCCTAAAGCGTCCGTAGCTGGC 
CGCGCAAGTCTATCGGGAAATCTGCTCGCCTAACGAGCAGGCGTCCGGTGGAAACTGTGTGGCTTGGGACCGGAAGACCAGAGGGGTACGTCTGGGGTAGGAGTG 
AAATCCCGTAATCCTGGACGGACCACCGGTGGCGAAAGCGCCTCTGGAGGACGGATCCGACGGTGAGGGACGAAAGCTCGGGTCACGAACCGGATTAGATACCCG 
GGTAGTCCGAGCTGTAAACGATGTCTGCTAGATGTGCCACAGGCTACGAGCCTGTGGTGTGTCGTAGGGAAGCCGAGAAGCAGACCGCCTGGGAAGTACGTCCGC 
AAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACGCCGGACATCTCACCAGCATCGACAATGTGCAG 
TGACGGTCAGTGTGATGAGCTTACCTGAGCCATTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCAGGCAACGAGCGAGACC 
CGCACCCTTAATTGCCAGCAGCACCCTTGTGGTGGCTGGGTACATTAAGAGGACTGCCAGTGCCAAACTGGAGGAAGGAACGGGCAACGGTAGGTCAGTATGCCC 
CGAATGTGCTGGGCGACACGCGGGCTACAATGGCCACGACAGTGGGATGCAACCCCGAGAGGGGACGCTAATCTCCGAAACGTGGTCGTAGTTCGGATTGAGGGC 
TGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGCCTCAGAAGGGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCCGTCAAAGCACCCGAG 
TGAGGTCCGGATGAGGCCTGGATTCCCAGGTCGAATCTGGGCTTCGCAAGGGGGCTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCGGCTGGATCACCTCC 
TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCCATTGCTATCGGAGTCCGATTTAGCCATGCTAGTTGTGCGGGTTTAGACCC 
GCAGCGGAAAGCTCAGTAACACGTGGCCAAGCTACCCTGTGGACGGGAATACTCTCGGGAAACTGAGGCTAATCCCCGATAACGCTTTGCTCCTGGAAGGGGCAA 
AGCCGGAAACGCTCCGGCGCCACAGGATGCGGCTGCGGTCGATTAGGTAGACGGTGGGGTAACGGCCCACCGTGCCCATAATCGGTACGGGTTGTGAGAGCAAGA 
GCCCGGAGACGGAATCTGAGACAAGATTCCGGGCCCTACGGGGCGCAGCAGGCGCGAAACCTTTACACTGTACGAAAGTGCGATAAGGGGACTCCGAGTGTGAAG 
GCATAGAGCCTTCACTTTTGTACACCGTAAGGTGGTGCACGAATAAGGACTGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCAGTCCGAGTGATGGCCG 
ATCTTATTGGGCCTAAAGCGTCCGTAGCTGGCTGAACAAGTCCGTTGGGAAATCTGTCCGCTTAACGGGCAGGCGTCCAGCGGAAACTGTTCAGCTTGGGACCGG 
AAGACCTGAGGGGTACGTCTGGGGTAGGAGTGAAATCCTGTAATCCTGGACGGACCGCCGGTGGCGAAAGCGCCTCAGGAGAACGGATCCGACAGTGAGGGACGA 
AAGCTAGGGTCTCGAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACGATGTCCGCTAGGTGTGGCGCAGGCTACGAGCCTGCGCTGTGCCGTAGGGAAGC 
CGAGAAGCGGACCGCCTGGGAAGTACGTCTGCAAGGATGAAACTTAAAGGAATTGGCGGGGGAGCACTACAACCGGAGGAGCCTGCGGTTTAATTGGACTCAACG 
CCGGACATCTCACCAGCCCCGACAGTAGTAATGACGGTCAGGTTGATGACCTTACCCGAGGCTACTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAG 
GCGTCCTGTTAAGTCAGGCAACGAGCGAGACCCGCACTCCTAATTGCCAGCAGTACCCTTTGGGTAGCTGGGTACATTAGGTGGACTGCCGCTGCCAAAGCGGAG 
GAAGGAACGGGCAACGGTAGGTCAGTATGCCCCGAATGGGCTGGGCAACACGCGGGCTACAATGGTCGAGACAATGGGAAGCCACTCCGAGAGGAGGCGCTAATC 
TCCTAAACTCGATCGTAGTTCGGATTGAGGGCTGAAACTCGCCCTCATGAAGCTGGATTCGGTAGTAATCGCGTGTCAGCAGCGCGCGGTGAATACGTCCCTGCT 
CCTTGCACACACCGCCCGTCAAATCACCCGAGTGGGGTTCGGATGAGGCCGGCATGCGCTGGTCAAATCTGGGCTCCGCAAGGGGGATTAAGTCGTAACAAGGTA 
GCCGTAGGGGAATCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTATCGGTGTTCGCCTAAGCCATGCGAGTCATATGTTCT 
TCGTGAACATGGCGTACTGCTCAGTAACACGTGGATAACCTGCCCTTGGGTCTGGCATAACCCCGGGAAACTGGGGATAATTCCGGATAACGCATATATGCTGGA 
ATGCTTTATGCGTAAAATGGATTCGTCCGCCCAAGGATGGGTCTGCGGCCTATCAGGTAGTAGTGGGTGTAATGTACCTACTAGCCTACAACGGGTACGGGTTGT 
GAGAGCAAGAGCCCGGAGATGGATTCTGAGACATGAATCCAGGCCCTACGGGGCGCANNAGGCGCGAAAACTTTACAATGCGGGAAACCGTGATAAGGGGACACC 
GAGTGCTAGCATCATATGCTGGCTGTCCAGGTGTGTAAACTACACCTGTTAGCAAGGGCCGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCGGCCCGAG 
TGGTGATCGTGATTATTGGGTCTAAAGGGTCCGTAGCCGGTTTGGTCAGTCCTCCGGGAAATCTGATAGCTCAACTATTAGGCTTTCGGGGGATACTGCCAGACT 
TGGAACCGGGAGAGGTAAGAGGTACTACAGGGGTAGGAGTGAAATCTTGTAATCCCTGTGGGACCACCTGTGGCGAAGGCGTCTTACCAGAACGGGTTCGACGGT 
GAGGGACGAAAGCTGGGGGCACGAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACGATGCTCGCTAGGTGTCAGGCATGGCGCGACCGTGTCTGGTGCCG 
CAGGGAAGCCGTGAAGCGAGCCACCTGGGAAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACAACAACGGGTGGAGCCTGCGGTTTAATTG 
GACTCAACGCCGGACAACTCACCGGGGACGACAGCAATATGTAGGTCAGGCTGAAGACCTTACCTGAATCGCTGAGAGGAGGTGCATGGCCGTCGCCAGTTCGTA 
CTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCGTGCCCACTGTTACCAGCATATCCTCCGGGATGATGGGTACTCTGTGGGGACCGCCGGTGTTAAA 
TCGGAGGAAGGTGCGGGCCACGGTAGGTCAGTATGCCCCGAATTTCCCGGGCTACACGCGGGCTACAATGAATGGGACAATGGGTCCCTCCCCTGAAAAGGGCTG 
GTAATCTCACAAACCCATCCTTAGTTCGGATCGAGGGCTGTAACTCGCCCTCGTGAAGCTGGAATCCGTAGTAATCGCGTTTCAATATAGCGCGGTGAATACGTC 
CCTGCTCCTTGCACACACCGCCCGTCAAACCACCCGAGTGAGGTATGGGTGAGGGCACGAACATCGTGTCGTGTTCGAACCTGTGCTTTGCAAGGGGGGTTAAGT 
CGTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTAAGCCATGCAAGTCGAACGATCCTTCGGGGTCGTGGCGTACGGCT 
CAGTAACACGTGGATAACCTAACCTTAGGACTGGGATAACCCTGGGAAACTGGGGATAATACCGGATATGTAGGGCTGCCTGGAATGGTTCCCTATTGAAATGTT 
CCGACGCCTAAGGATGGATCTGCGGCAGATTAGGTAGTTGGCGGGGTAAATGCCCACCAAGCCAGTAATCTGTACGGGTTGTGAGAGCAAGAGCCCGGAGATGGA 
ACCTGAGACAAGGTTCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGAAAGTGCGACGGGGGAAACCCAAGTGCCACTCTTAACGGGGTGG 
CTTTTCTTAAGTGTAAAAAGCTTTTGGAATAAGAGCTGGGCAAGACCGGTGCCAGCCGCCGCGGTAACACCGGCAGCTCAAGTGGTGGCCGTTTTTATTGGGCCT 
AAAGCGTTCGTAGCCGGCTTGATAAGTCTCTGGTGAAATCTCACGGCTTAACCGTGAGAATTGCTGGAGATACTATTAGGCTTGAGGCCGGGAGAGGTTAGCGGT 
ACTCCCGGGGTAGGGGTGAAATCCTATAATCCCGGGAGGACCACNTGTGGCGAAGGCGGCTAACTGGAACGGGCCTGACGGTGAGTAACGAAAGCCAGGGGCGCG 
AACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGTGGACTTGGTGTTGGGATGGCTCCGAGCTGCCCCAGTGCCGAAGGGAAGCTGTTAAGTCCACCG 
CCTGGGAAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGCGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACATCTCACC 
AGGGGCGACAGCAGAATGATAGCCAGGTTGATGACCTTGCTTGACAAGCTGAGAGGAGGTGCATGGCCGCCGTCAGCTCGTACCGTGAGGCGTCCTGTTAAGTCA 
GGCAACGAGCGAGACCCACGCCCTTAGTTACCAGCGGATCCTTCGGGATGCCGGGCACACTAAGGGGACCGCCAGTGATAAACTGGAGGAAGGAGTGGACGACGG 
TAGGTCCGTATGCCCCGAATCCCCTGGGCTACACGCGGGCTACAATGGTTAGGACAATGGGTTCCGACACTGAAAGGTGGAGGTAATCTCCTAAACCTGGCCTTA 
GTTCGGATTGAGGGCTGTAACTCGCCCTCATGAAGCTGGAATGCGTAGTAATCGCGTGTCATAACCGCGCGGTGAATACGTCCCTGCTCCTTGCACACACCGCCC 
GTCACGCCACCCAAAAAGGGTTTGGATGAGGCCATAGTCTTTGGTTATGGTCGAATCTAGGTTCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNTTGATCCTGCCAGAGGCTATTGCTATCAGGGTTTGACTAAGCCATGCGAGTCGAGAGGTGAAAGACCTCGGCATACTGCTCAGTAACACGTGG 
ATAATCTGCCCTCAGGTGAGGAATAATCCCGGGAAACTGGGGCTAATACCTCATAGGAGACAGGTGCTGGAATGCTCTGTCTCCCAAAGGTCCGCCGCCTGAGGA 
TGAGTCTGCGTCCGATTAGGTTGTTGTTGGGGTAACGGCCCAACAAGCCATTGATCGGTACGGGTTGTGGGAGCAAGAGCCCGGAGATGGATTCTGAGACATGAA 
TCCAGGCCCTACGGGGCGCAGCAGGCGCGAAAACTTTACAATGCGAGCAATCGTGATAAGGAAACCCTGAGTGCCTGTCAATGCAGGCTGTTCTGGTGTCTAACA 
CACACCAGGAGAAAGGGCGGGGCAAGACCGGTGCCAGCCGCCGCGGTAATACCGGCTGCTCGAGTGATAGCCGCTTTTACTGGGCTTAAAGCGTTCGTAGCTTGG 
TCGTTAACTCTCTGGGGAAATCTTTTGGCTTAACCAAAAGGCGTCTCAGGGAAAGTGGCGATCTTGGAACCGGGAGAGGTAAGACGTACTTCGGGGGTAGGAGTG 


562080 Bacteria_16S 2708084 2708192 1 109 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

562080 Bacteria_16S 2742585 2742689 6 110 gi|219857159|ref|NR_024787.1| Flavobacterium 
limicola strain ST-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

562080 Bacteria_16S 2844962 2845070 3 111 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

562080 Bacteria_16S 3229027 3229135 2 110 gi|219846768|ref|NR_026360.1| Anaerococcus octavius 
strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Anaerococcus. 

562080 Bacteria_16S 3315430 3315538 3 xe gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

562080 Bacteria_16S 3318476 3318584 3 TLL gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

562080 Bacteria_16S 3373321 3373429 3 111 gi|219846668|ref|NR_026260.1| Halanaerobacter 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 3373950 Halanaerobacter 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
562080 Bacteria_16S 3424707 34248105 109 gi|219846628|ref|NR_026220.1| Pseudoalteromonas 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 3423861 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonad 
562080 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


562080 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


562080 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


562080 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


562080 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; S 


562080 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


562080 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


562080 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


562080 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


562080 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


562080 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


562080 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


strain LV3 16S ri 
Actinobacteria; A 


562080 Bacteria_16S 


strain S1 16S rib 
Actinobacteria; A 


aceae; Pseudoalteromonas. 


ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
4080091 4080199 2 110 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4148556 4148664 2 110 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
150921 151028 2 
osomal RNA, partial sequence 
ridia; Clostridiales; 
181415 181522 2 


gi 


gi 


109 gi 
Clostridiaceae; 
109 gi 
tes; Clostridia; Clostridiales; 
182952 183059 2 109 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
215411 215516 3 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
303381 303490 2 111 gi 
bosomal RNA, partial sequence 


gi 


564724 564831 3 110 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
837265 837368 6 109 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


gi 


562080 Bacteria_16S 


947274 947377 6 109 gi 


3932829 39341 
Borrelia 


4079234 40807 
Spiroplasma 


4147699 41492 
Spiroplasma 


150066 15156 


ain CG 16S ribosomal RNA, partial sequ 
Clostr 


182124 18361 


214535 21600 


302503 30397 
pelotrichi; Erysipelotrichales; Erysip 
562080 Bacteria_16S 

563902 56532 
Micr 


836449 83791 
Cory 


219846166 


taceae; Sp 
219846115 


taceae; Sp 
265678962 


Clostridiu 
265678942 
ence 18057 
idiaceae; 

265678941 


Clostridiu 
265678919 


Halomonad 
265678858 


elotrichac 
265678676 


ococcineae 
265678488 


nebacterin 


3697700 3697808 1 109 gi|219846438|ref|NR_026029.1| Helicobacter trogontum 
6S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter trogontum Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3817791 3817899 1 109 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 

16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
acteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 

3822376 3822484 1 109 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
bosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3915269 3915377 3 111 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

3916685 3916793 3 111 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 

3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 

3933665 3933773 3 Lid gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


ref|NR_025756.1| Spiroplasma melliferum 
48 Spiroplasma melliferum Bacteria; 


iroplasma. 

ref|NR_025705.1| Spiroplasma insolitum 
13 Spiroplasma insolitum Bacteria; 
iroplasma. 

ref|NR_029270.1| Clostridium litorale 
6 Clostridium litorale Bacteria; 

m. 

ref|NR_029250.1| Clostridium 

4 182073 Clostridium proteolyticum 
Clostridium. 

ref|NR_029249.1| Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


m. 

ref|NR_029227.1| Halomonas elongata 

2 Halomonas elongata Bacteria; 

aceae; Halomonas. 

ref|NR_029164.1| Clostridium innocuum 
7 Clostridium innocuum Bacteria; 

eae. 

ref|NR_028981.1| Rhodoglobus vestalii 
7 Rhodoglobus vestalii Bacteria; 

; Microbacteriaceae; Rhodoglobus. 
ref|NR_028791.1| Nocardia fluminea 


0 Nocardia fluminea Bacteria; 
eae; Nocardiaceae; Nocardia. 


265678414 


taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 


ref|NR_028716.1| Hydrogenophaga 
946409 947922 Hydrogenophaga 


taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Hydrogenophaga. 
562080 Bacteria_ 


Bacteroidetes; 
562080 Bacteria_ 


Flavobacteria; 


16S 


16S 


1125356 1125459 6 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 11259 
Flavobacteriales; 
1176762 1176869 2 


DSM 16795 16S ribosomal RNA, partial sequence 


Bacteria; 
562080 Bacteria_ 


562080 Bacteria_ 


Tepidiphilus. 
562080 Bacteria_ 


faecium strain DS 


faecium Bacteria; 
Sphingobacterium. 
562080 Bacteria_ 


herbarum strain P 
herbarum Bacteria; 


Curtobacterium. 
562080 Bacteria_ 


hongkongensis str 
hongkongensis Bac 


Actinomycetaceae; 
562080 Bacteria_ 


galactanivorans s 
galactanivorans B 


562080 Bacteria_ 


acidaminophilum s 
acidaminophilum B 


562080 Bacteria_ 


ruminantium strai 
ruminantium Bacte 
562080 Bacteria_16S 


strain DSM 10022 
Firmicutes; 


Methylophaga. 


562080 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 


strain DSM 6011 1 
Firmicutes; 


periodonticum Bac 


562080 Bacteria_16S 
animalis strain NCTC 12276 16S ribosomal 
Fusobacterium nucleatum subsp. 


nucleatum subsp. 


Fusobacteriaceae; 


562080 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


562080 Bacteria_16S 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


562080 Bacteria_16S 


strain IFO 14094 


strain 104 


Firmicutes; 


Clost 
562080 Bacteria_16S 
strain 1A-C 16S r 


G 


Clost 
562080 Bacteria_16S 
periodonticum str 


Clostridia; 
16S 


16S 


16S 
Bacteroidetes; 
16S 


16S 
Actinomyces. 
16S 2392751 239 


acteria; 


16S 2565048 256 


acteria; 


16S 2921932 292 


ria; Firmicutes; 


3230486 323 


ridia; Clostridi 
3310918 331 


3382532 338 
ATCC 33146 16S 


3384071 338 


3525755 352 


ridia; Clostridi 
3618836 361 


teria; Fusobacte 
3620217 362 


Fusobacterium. 
3712779 371 


3714240 371 


e; Actinoplanes. 
3743811 374 


3745276 374 


1358298 1358407 2 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusob 
1687051 1687158 2 
margaritifer strain N2-214 16S ribosomal RNA, partial s 
margaritifer Bacteria; Proteobacteria; Betaproteobacter 


1714687 1714790 6 
M 11690 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


1821081 1821187 3 
420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


2183323 2183430 3 
ain HKU8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


Clostridiales; 


2856 6 


5155 2 


2043 1 


Clostridia; 
0593 2 109 
ales; 
1024 3 


2638 3 109 
ribosomal RNA, 


4177 3 109 


5857 6 109 
ales; 
8945 2 112 
ria; 


0326 2 112 


2886 3 109 


4347 3 109 


3917 3 110 


5383 3 110 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


109 


109 


112 


109 


109 


110 


110 


111 
train Dsij 16S ribosomal RNA, partial 
Bacteroidetes; 


Clostridia; 
111 
n GA195 16S ribosomal RNA, partial sequence 
Clostridi 


gi 


Cryomorphaceae; 


gi 
11 


Clostr 


gi 


gi 


gi 


gi 


gi 


gi 


Flavobacteria; 

109 
train DSM 3953 16S ribosomal RNA, part 
Firmicutes; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fami 

110 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
562080 Bacteria_16S 
thalassica strain 
thalassica Bacter 


gi 
33 


gi 


complete 
ia; Proteobacteria; Gammaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
562080 Bacteria_16S 


gi 


6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiaceae; 


gi 


ain EK1-15 16S ribosomal RNA, partial 
Fusobacteriales; 


gi 


animalis Bacteria; 


gi 


in 253 16S ribosomal RNA, partial sequence 37119 
acteria; Actinobacteridae; Actinomycet 


gi 


rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
562080 Bacteria_16S 


gi 


Sphin 


Clost 


Streptosporang 


224581403 


equence 
ia; 


219878398 
gobacteria 
219878322 
tinomyceta 


219857611 


219857465 
sequence 
F 
219857291 
ia 
ridiales; 
219856842 


ales; 
219846767 


ly XI. I 
219846713 
10081 33114 
occineae; 
219846661 
sequence 


219846660 
33832 
ciricketts 
219846559 


cl 
219846493 
sequence 

Fusobacter 
219846492 
RNA, pa 


219846428 
ales; 
219846427 


equence 


219846405 


219846404 


ref 
35 Cryomorpha ignava Bacteria; 


Hydrogenophilales; 
ref 
les; 
ref 
les; 
ref 


Actinomycet 


lavobacteria 
ref 
1 sequence 2564201 25657 
Eubacteriaceae; 
ref 


Eubacter 
ref 
30 Peptoniphilus 
ncertae Sedis; 
ref 
97 Georgenia muralis Bacteria; 


Bogoriellaceae; 


Thiotrichales; 


ref 
08 3384695 Methy 
iace 
ref 
07 Clostridium colinum Bacteria; 
ostridium. 

ref 


iace 
ref 

rtia 
Fusobacteria; 


ref 
82 3713392 Actin 
Micromonosporineae; 


ref 
Actinomycetales; 


ref 
34 Nonomuraea ferruginea Bacteria; 
ineae; porangiaceae; Nonomuraea. 
ref 


NR_027184.1 


1686206 16876 


NR_025537.1 
1713828 17153 
Sphingobac 


NR_025461.1 
1820242 18217 


NR_025200.1 
182453 21838 
ales; 


ND 


NR_025053.1 
2391886 23933 
les; Flavob 
NR_024922.1 


NR_024661.1 
2921059 29225 
iaceae; Eub 
NR_026359.1 


NR_026305.1 


NR_026253.1 
3381669 33831 


NR_026252.1 


NR_026151.1 


NR_026085.1 
3618078 36194 
ae; Fusobac 
NR_026084.1 
1 sequence 


NR_026019.1 


NR_026018.1 
3713443 37148 
NR_025996.1 


Streptos 
NR_025995.1 


6 
Hydrogenophilaceae; 


2 
t 


2 
Micrococcineae; Microbacteriaceae; 


7 
Actinomycineae; 


6 
acteriaceae; 


0 


6 
acterium. 


5 
Piscirickettsiaceae; 


1 


ae; Methylophaga. 


0 
t 


5 
Micromonosporineae; 


Cryomorpha ignava 


Cryomorpha. 
228718376|ref|NR_027573.1| Clostridium bartlettii 
75949 1177377 Clostridium bartlettii DSM 16795 
idiaceae; Clostridium. 
228720055|ref|NR_027588.1| Fusobacterium 

1357540 1358872 Fusobacterium 

acteriales; Fusobacteriaceae; Fusobacterium. 
219878417|ref|NR_025556.1| Tepidiphilus 


1 Tepidiphilus 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Curtobacterium 
4 Curtobacterium 


Actinomyces 
7 Actinomyces 


Zobellia 
8 Zobellia 
Zobellia. 
Eubacterium 
8 Eubacterium 
Eubacterium. 
Eubacterium 
6 Eubacterium 


Peptoniphilus ivorii 
ivorii Bacteria; 


Peptoniphilus. 


Georgenia muralis 


Georgenia. 
Methylophaga 
7 Methylophaga 


Methylophaga marina 
ophaga marina Bacteria; 


Clostridium colinum 


Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Actinoplanes 


oplanes auranticolor 


Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 


Nonomuraea ferruginea 


Nonomuraea fastidiosa 


3744485 3745896 Nonomuraea fastidiosa Bacteria; 


Streptosporangineae; 


Streptosporangiaceae; Nonomuraea. 


562080 Bacteria_ 


stercoraria strai 
stercoraria Bacte 


562080 Bacteria_ 


strain BR 16S rib 


16S 3887902 3888009 2 109 gi 
n Gottingen 1488-6 16S ribosomal RNA, 


16S 111353 111459 3 


osomal RNA, partial sequence 


109 gi 


11 


ria; Proteobacteria; Betaproteobacteri 


219846304 
partial se 
a; Neisser 
265678988 
0499 11199 


ref 
quen 
iale 
ref 


NR_025894.1 
ce 38870 
s; Neisseri 
NR_029296.1 


2 
a 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

562080 Bacteria_16S 227483 227588 3 109 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

562080 Bacteria_16S 228989 229094 3 109 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
562080 Bacteria_16S 230497 230602 3 109 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
562080 Bacteria_16S 249135 249241 3 109 gi|265678896|ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 

562080 Bacteria_16S 391345 391451 3 109 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

562080 Bacteria_16S 537147 537253 3 109 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

562080 Bacteria_16S 620580 620686 3 109 gi| 265678638 |ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 


hydrogeniphilus B 
562080 Bacteria_16S 
strain NA 1 16S r 
B 


Proteobacteria; 
strain NCTC 10617 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain W1219 16S 
Firmicutes; Erysi 


562080 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


562080 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


562080 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


562080 Bacteria_16S 


subsp. socranskii 
socranskii subsp. 


562080 Bacteria_16S 


subsp. paredis st 
socranskii subsp. 


562080 Bacteria_16S 


subsp. buccale st 
socranskii subsp. 


562080 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


562080 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


B 


681287 681393 3 109 
ibosomal RNA, partial sequence 


gi 
68 


682692 682798 3 109 gi 
16S ribosomal RNA, partial sequence 


759166 759272 3 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
760720 760826 3 109 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
863018 863128 1 111 
ribosomal RNA, partial sequence 


109 gi 


75 


gi 
75 


gi 


562080 Bacteria_16S 


acteria; Proteobacteria; Epsilonproteo 


etaproteobacteria; Neisseriales; Neiss 
562080 Bacteria_16S 


etaproteobacteria; Neisseriales; Neiss 
562080 Bacteria_16S 
strain Al 16S rib 
B 
562080 Bacteria_16S 
strain V33 16S ri 
B 
562080 Bacteria_16S 


Neiss 


Neiss 


862181 86365 


eriaceae; 
265678594 
68188 
eriaceae; 
265678540 
8305 75981 
eriaceae; 
265678539 
9866 76120 
eriaceae; 
265678470 


Neis 


bacteria; Nautiliales; Nau 
265678595 |ref|NR_028900.1 
0477 68183 


seria. 
ref |NR_028899.1 
2 683236 Neisse 
seria. 
ref |NR_028844.1 
iella. 
ref |NR_028843.1 
seria. 


ref |NR_028773.1 


litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 


tiliaceae; Caminibacter. 
Neisseria animalis 


1 Neisseria animalis Bacteria; 
Neis 


Neisseria lactamica 
ria lactamica Bacteria; 


Alysiella filiformis 


5 Alysiella filiformis Bacteria; 
Alys 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 
Neis 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


1632974 163447 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

953508 953614 3 109 gi|265678410|ref|NR_028712.1| Simplicispira 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

955068 955174 3 109 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
6S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

971946 972052 3 109 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 

16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

984070 984176 3 109 gi|265678388|ref|NR_028690.1| Treponema socranskii 

strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1252142 1252248 3 109 gi|219857241|ref|NR_024869.1| Treponema socranskii 
rain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 

paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1253669 1253775 3 109 gi|219857240|ref|NR_024868.1| Treponema socranskii 
rain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 

buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1508034 1508140 3 109 gi|219846303|ref|NR_025893.1| Neisseria elongata 
train ATCC 25295 16S ribosomal RNA, complete sequence 1507158 1508633 Neisseria 
longata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

1523066 1523172 3 109 gi|219857543|ref|NR_025131.1| Treponema parvum 

ribosomal RNA, partial sequence 1522207 1523691 Treponema parvum Bacteria; 
rochaetales; Spirochaetaceae; Treponema. 

1633832 1633938 3 109 gi|219878454|ref|NR_025593.1| Oceanisphaera 


9 Oceanisphaera 


562080 Bacteria_ 


strain 525 16S ri 
E 


Proteobacteria; 
562080 Bacteria_ 


limicola strain G 
limicola Bacteria 


562080 Bacteria_ 


strain CHO01A 16S 
E 


Proteobacteria; 
562080 Bacteria_ 


hongkongensis str 
hongkongensis Bac 


562080 Bacteria_ 
strain ICPB 3636 
Proteobacteria; 

562080 Bacteria_ 


azotonutricium st 
azotonutricium Ba 


562080 Bacteria_ 


hyointestinalis s 
Campylobacter hyointestinalis subsp. 
Campylobacterales 


562080 Bacteria_ 


pelophilus strain 
pelophilus Bacter 


562080 Bacteria_ 


subterraneus stra 
Proteob 
562080 Bacteria_16S 
strain Pd55 16S r 
E 
562080 Bacteria_16S 
nitritogenes stra 
nitritogenes Bact 
562080 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
562080 Bacteria_16S 


Bacteria; 


Proteobacteria; 


strain CreCitl 16 
Proteobacteria; 


Propionivibrio. 


562080 Bacteria_16S 
arcachonense stra 
arcachonense Bact 


Sulfurospirillum. 


562080 Bacteria_16S 
strain HA2P 16S r 
Spi 
562080 Bacteria_16S 


Spirochaetes; 


strain 1066 16S r 


strain NCTC 83785 
Bacteria; Proteob 


562080 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


562080 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


562080 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


562080 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


562080 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


B 


B 
562080 Bacteria_16S 
dicarboxylicus st 
dicarboxylicus Ba 


16S 1769384 1769490 3 109 


bosomal RNA, partial sequence 


gi 


16S 1830185 1830291 3 

olChil 16S ribosomal RNA, 
; Proteobacteria; Betaproteobacteria; 
16S 1935156 1935262 3 109 gi 


ribosomal RNA, partial sequence 


109 gi 


16S 2230249 2230355 3 109 gi 


teria; 
16S 


Proteobacteria; 


2265486 2265592 3 109 gi 


; Campylobacteraceae; 
16S 2646569 2646675 3 


Campylobacter. 
109 gi 


16S 2675075 2675181 3 109 gi 


2676535 2676641 3 109 
ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2886774 2886880 3 109 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
2982398 2982504 3 109 


gi 


gi 


ia; Chlamydiae; Chlamydiales; Chlamydi 
3053846 3053952 3 109 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3055390 3055496 3 109 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


3159321 3159427 3 109 gi 
in F1F6 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


3204864 3204970 3 109 
ibosomal RNA, partial sequence 
rochaetales; 


gi 


3615912 3616017 3 109 
ibosomal RNA, partial sequence 


gi 


3627660 3627766 3 109 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3802456 3802562 3 109 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3808508 3808614 3 109 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3840475 3840581 3 109 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
3875445 3875551 3 


109 gi 


etaproteobacteria; Neisseriales; Neiss 


1768558 17700 
psilonproteobacteria; Nautiliales; Nau 


complete seq 


1934336 19357 


psilonproteobacteria; Campylobacterale Campylo 


ain HKU1 16S ribosomal RNA, partial se 
Betaproteobacte 


16S ribosomal RNA, partial sequence 2264632 22660 


asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 


in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 


2675717 26771 


Clostrid 


TW-183 16S ribosomal RNA, partial seq 


3052993 30544 


3204032 32054 
Spirochaetaceae; Treponema. 


3615060 36165 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
562080 Bacteria_16S 


3801626 38030 


6S ribosomal RNA, partial sequence 3874615 38761 


219878358 


tiliaceae; 
219878316 
uence 


219878238 


S; 
219857579 
quence 

ria; Neiss 
219857556 


219857227 
uence 

; Rhodocyc 
219857206 
ence 26742 
ee 


219857205 


tiliaceae; 
219856865 
sequence 
iales; Eub 
219846935 
uence 

aceae; Chl 
219846886 


eriaceae; 
219846885 
1 sequence 
eria; Rhod 


219846816 
uence 


teria; Cam 


219846785 


219846495 


nebacterin 
219846487 
36267 
les; Neiss 
219846361 


s; Helicob 
219846357 
ence 38076 
obacterale 
219846335 
ce 38396 
ales; Fran 
219846312 


eriaceae; 


3890977 3891083 3 109 gi 


Rhodocycla 


ref |NR_025497.1 
Nautilia. 
ref|NR_025455.1 

1829317 18308 
les; Rhodocycla 
ref |NR_025377.1 
49 Campylobacter 
bacteraceae; Ca 
ref|NR_025167.1 

2229404 22308 
eriales; Neisse 
ref|NR_025144.1 


ref|NR_024855.1 
2645713 264719 
lales; Rhodocyc 
ref |NR_024834.1 
15 2675666 Thiob 
ref |NR_024833.1 
Lebetimonas. 
ref|NR_024684.1 

2885932 288740 
acteriaceae; Eu 
ref|NR_026527.1 

2981577 298305 
amydophila. 
ref |NR_026478.1 


Formivibrio. 
ref|NR_026477.1 

3054533 305602 
ocyclales; Rhodo 
ref|NR_026408.1 
158497 315992 
pylobacterales; 


w 


ref |NR_026377.1 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref |NR_025902.1 


seria. 


219846301 


Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 


4 
c 


6 
xr 


1 


a 


b 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Campylobacter hominis 
hominis Bacteria; 


mpylobacter. 


Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


etaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 

16S 2270125 2270231 3 109 gi|219857553|ref|NR_025141.1| Treponema 

rain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
cteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

16S 2526019 2526125 3 109 gi|219857360|ref|NR_024948.1| Campylobacter 
ubsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Thiobacter 
cter subterraneus 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Eubacterium 

8 Eubacterium 
acterium. 
Chlamydophila 
5 Chlamydophila 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Sulfurospirillum 
9 Sulfurospirillum 


Campylobacteraceae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 

aceae; Mycobacterium. 
Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Blastococcus 

coccus aggregatus 
tophilaceae; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 
Neis 


ref |NR_025891.1 


Kingella oralis strain 


3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 


562080 Bacteria_16S 
strain HAR-13 16S 


3895618 3895724 3 
ribosomal RNA, 


562080 Bacteria_16S 
strain ATCC 15466 


4037819 4037925 3 


562080 Bacteria_16S 
pratensis strain 
Bacteria; 
562080 Bacteria_16S 
strain SH 106 16S 


4084699 4084805 3 


216887 216992 2 


562080 Bacteria_16S 
strain Met-12 16S 
Thermotogae; Thermotogales; 
562080 Bacteria_16S 


451516 451621 6 


614518 614623 6 


strain SL24 16S ribosomal RNA, partial sequence 
Thermotogaceae; 


Thermotogae; Thermotogales; 


562080 Bacteria_16S 744835 744939 6 


strain LAl 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 
562080 Bacteria_16S 
VR1 16S ribosomal 


769821 769922 9 
RNA, partial sequence 


562080 Bacteria_16S 891613 891719 3 111 gi|265678450|ref|NR_028752.1 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 89 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

562080 Bacteria_16S 1110096 1110203 3 111 gi|265678302|ref|NR_028604.1 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 111072 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobac 
Coriobacteriaceae; Collinsella. 

562080 Bacteria_16S 1335509 1335614 6 111 gi|228721489|ref|NR_027612.1 
strain SJ95 16S ribosomal RNA, partial sequence 1334683 13 

Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

562080 Bacteria_16S 1813407 1813512 6 111 gi| 219878327 |ref|NR_025466.1 
strain SL25 16S ribosomal RNA, partial sequence 1812567 18 

Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

562080 Bacteria_16S 2025074 2025183 3 112 gi| 219878179 |ref|NR_025318.1 


strain DSM 176 16S ribosomal RNA, 


562080 Bacteria_16S 
strain ATCC 35585 
Firmicutes; Clostridia; Clostridiales; 
562080 Bacteria_16S 2423397 2423502 6 


2060354 2060463 2 


sublithincola strain QSSC9-3 16S ribosomal RNA, 


sublithincola Bacteria; 
562080 Bacteria_16S 
strain SG3902 16S 
Firmicutes; Clostridia; 
562080 Bacteria_16S 


Bacteroidetes; 
3017429 3017534 6 


Halanaerobiales; 
3033997 3034106 2 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Th 


F31 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Methylophilales; 


ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Pla 


ribosomal RNA, partial sequence 
Thermotogaceae; 


16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


109 gi 


109 gi 


109 gi 


219846298 
3894733 38962 


219846198 
40370 
iomonas. 
219846163 
4083873 4085273 Methylobacillus pratensis 


ref|NR_025888.1 


ref 


NR_025788.1 


ref|NR_025753.1 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Thiomonas intermedia 


01 4038390 Thiomonas intermedia Bacteria; 


Methylobacillus 


Methylophilaceae; Methylobacillus. 
107 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
216053 217555 Blastopirellula marina Bacteria; 
nctomycetaceae; Blastopirellula. 
111 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 
450666 452169 Petrotoga mexicana Bacteria; 
Petrotoga. 
111 gi|265678642|ref|NR_028947.1| Petrotoga olearia 
613678 615152 Petrotoga olearia Bacteria; 
Petrotoga. 
ce teil gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
744001 745418 Psychroflexus tropicus Bacteria; 


109 gi 


complete sequence 2024259 2025708 Isochromatium 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 


cylindrosporum Bacteria; 
562080 Bacteria_16S 


Firmicutes; 
3843554 3843658 6 


Clostridia; 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 


hibernum Bacteria; Bacteroidetes; 


562080 Bacteria_16S 4114776 4114881 6 


strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 41 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 


562080 Bacteria_16S 4136031 4136140 2 


velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


velocicrescens Bacteria; 
562080 Bacteria_16S 
strain Tab-4c 16S 
Tenericutes; Mollicutes; 
562080 Bacteria_16S 


4137597 4137706 2 


4140729 4140838 2 


sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 


sabaudiense Bacteria; 
562080 Bacteria_16S 

strain HYOS-1 16S 
Tenericutes; Mollicutes; 
562080 Bacteria_16S 
strain TN-1 
Tenericutes; Mollicutes; 


4142293 4142402 2 


4143859 4143968 2 


Flavobacteria; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 
Tenericutes; Mollicutes; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Clostridiales; Clostridiaceae; C 

110 gi|219846333|ref|NR_025923.1 
3842717 384417 

Flavobacteriales; Flavobacteriac 

111 gi| 219846141 |ref|NR_025731.1 


Flavobacteriaceae; 
265678533 
768965 770424 Vibrio ruber Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Psychroflexus. 
ref|NR_028837.1 


Vibrio ruber strain 
Proteobacteria; 


Orenia sivashensis 


2197 Orenia sivashensis Bacteria; 


Collinsella 
0 Collinsella 
terineae; 


Petrotoga mobilis 


36155 Petrotoga mobilis SJ95 Bacteria; 


Petrotoga sibirica 


14048 Petrotoga sibirica Bacteria; 


3033166 303464 


Isochromatium buderi 
buderi Bacteria; 


Eubacterium sulci 
erium sulci Bacteria; 


Aequorivita 

1 Aequorivita 
eriaceae; Aequorivita. 
Orenia salinaria 


Clostridium 

4 Clostridium 
lostridium. 
Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Ulvibacter litoralis 


Isochromatium. 
se iEN gi|219878150|ref|NR_025289.1 
2059520 2060972 Eubact 
Eubacteriaceae; Eubacterium. 
111 gi| 219857443 |ref|NR_025031.1 
partial sequence 2422553 242399 
Flavobacteria; Flavobacteriales; Flavobact 
PAY gi|219846912|ref|NR_026504.1 
3016582 3017918 Orenia salinaria Bacteria; 
Halobacteroidaceae; Orenia. 
111 gi|219846900|ref|NR_026492.1 


15354 Ulvibacter litoralis Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


38254 Spiroplasma turonicum Bacteria; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


42950 Spiroplasma montanense Bacteria; 


Flavobacteriaceae; Ulvibacter. 
111 gi| 219846123 |ref|NR_025713.1 
4135174 413668 
Entomoplasmatales; Spiroplasmat 
111 gi|219846122|ref|NR_025712.1 
4136739 41 
Spiroplasmataceae; Spiroplasma. 
111 gi|219846120|ref|NR_025710.1 
4139871 414138 
Entomoplasmatales; Spiroplasmatace 
111 gi|219846119|ref|NR_025709.1 
4141437 41 
Spiroplasmataceae; Spiroplasma. 
111 gi|219846118|ref|NR_025708.1 


Spiroplasmataceae; 


Spiroplasma. 


Spiroplasma litorale 


4143001 4144516 Spiroplasma litorale Bacteria; 


562080 Bacteria_16S 
strain TABS-2 16S 


562080 Bacteria_16S 


strain 23-6 16S ribosoma 
Tenericutes; Mollicutes; 


562080 Bacteria_16S 
strain CUAS-1 16S 


562080 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Moll 
562080 Bacteria_16S 


strain EC-1 16S ribosoma 
Tenericutes; Mollicutes; 


562080 Bacteria_16S 


strain CCH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


562080 Bacteria_16S 
strain 1502-91 16 
Bacteroidetes; 
562080 Bacteria_16S 


thiosulfatiphilum strain 6230 16S ribosomal RNA, 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; 


562080 Bacteria_16S 


riboso 
Tenericutes; Mollicutes; 


riboso 
Tenericutes; Mollicutes; 


ribosomal RNA, 
icutes; 


Flavobacteria; 


4150121 4150230 2 


4151677 4151786 2 


4153105 4153214 2 


4154670 4154779 2 


4156236 4156345 2 


4159367 4159476 2 
28060 28164 
76493 76573 


88384 88488 


1 RNA, partial sequence 
Entomoplasmatales; 


partial sequence 
Entomoplasmatales; 


1 RNA, partial sequence 
Entomoplasmatales; 


Entomoplasmatales; 


111 


mal RNA, partial sequence 
Entomoplasmatales; 


111 


111 


mal RNA, partial sequence 
Entomoplasmatales; Spiroplasmataceae; 


111 


111 


111 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


Spiroplasmataceae; 


Spiroplasmataceae; 


Spiroplasmataceae; 


Spiroplasmataceae; 


gi|219846114|ref|NR_025704.1 
4149264 41507 

Spiroplasma. 
gi|219846113|ref|NR_025703.1 
4150819 41521 

Spiroplasma. 
gi|219846112|ref|NR_025702.1 
4152247 41537 

Spiroplasma. 
gi|219846111|ref|NR_025701.1 
4153813 41553 

Spiroplasma. 
gi|219846110|ref|NR_025700.1 
4155378 41568 

Spiroplasma. 
gi|219846108|ref|NR_025698.1 
4158509 41600 


Spiroplasmataceae; 


haemolytica strain A 0404 16S ribosomal RNA, partial sequence 


haemolytica Bacteria; 
562080 Bacteria_16S 

strain MSB-8 16S 
Thermotogae; 
562080 Bacteria_16S 


strain 2678 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 
562080 Bacteria_16S 
strain MK (Kaplan 


fever group. 
562080 Bacteria_16S 


ribosomal RNA, 
Thermotogales; 


Bacteroidetes; 


304909 305017 3 


315608 315716 2 


317072 317180 2 


521915 522019 6 


Thermotogaceae; 


) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


degerlachei strain R-9106 16S ribosomal RNA, partial sequence 


degerlachei Bacteria; 
562080 Bacteria_16S 

strain K 1/K2 16S 
Bacteroidetes; 
562080 Bacteria_16S 
strain MV1075 16S 
Thermotogae; 
562080 Bacteria_16S 


Bacteroidetes; 
570780 570888 1 


670579 670687 3 


1054405 1054513 1 


ribosomal RNA, partial sequence 
Sphingobacteria; 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 


109 


669757 67122 


gi 


265678341 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 


autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurimonas. 
562080 Bacteria_16S 


strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsi 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
562080 Bacteria_16S 


1129774 1129882 2 


1150928 1151036 2 


110 


110 


gi 


gi 


253680770 


253680756 


lucentensis strain QMT2 16S ribosomal RNA, partial sequence 11501 


Bacteria; 
562080 Bacteria_16S 


DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotogaceae; 


Thermotogae; 
562080 Bacteria_16S 


strain KA3 16S ribosomal RNA, partial sequence 


Thermotogae; 
562080 Bacteria_16S 


frigoris strain R-9014 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 
562080 Bacteria_16S 


Thermotogales; 


Bacteroidetes; 


Proteobacteria; Alphaproteobacteria; 


1202484 1202592 3 


1395963 1396071 3 


1627741 1627845 6 


Flavobacteria; 
1713149 1713253 6 


111 


111 


110 


110 


gi 


Thermotoga. 


gi 


Rhodospirillales; 


228715358 


228715882 


1395106 13965 


Thermotogales; Thermotogaceae; Marinitoga. 


gi 


gi 


219878458 
16269 


219878399 


gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 


gelidilacus Bacteria; 
562080 Bacteria_16S 


Bacteroidetes; 
2407918 2408022 6 


Flavobacteria; 


110 


gi 


219857455 


kettsiaceae; 


Flavobacter 


6 110 gi| 265679045 |ref|NR_029353.1 
27210 28718 
Flavobacteriaceae; Coenonia. 

29 109 gi|265679013|ref|NR_029321.1 
partial sequence 75652 77039 
Chlorobiales; Chlorobiaceae; Chl 

6 110 gi|265679004|ref|NR_029312.1 

87607 88985 

Flavobacteria; Flavobacteriales; Flavobacter 

111 gi| 265678857 |ref|NR_029163.1 
complete sequence 304028 30558 
Thermotoga. 
110 gi|265678850|ref|NR_029155.1 
314818 31623 
kettsiaceae; Rickettsieae; 
110 gi| 265678849 |ref|NR_029154.1 
316282 317695 Ricket 
kettsiaceae; Rickettsieae; 
110 gi|265678704|ref|NR_029009.1 
521077 522551 
Flavobacteria; Flavobacteriales; Flavobacter 
109 gi| 265678672 |ref|NR_028977.1 
569932 57142 
Sphingobacteriales; Sphingobacteriaceae; Pedobact 
111 gi|265678602|ref|NR_028907.1 


ref 


ref 


R 


ref 


Rhod 


ref 


ref 


ref 


ref 


1053566 105500 
Campylo 


78 1151571 Thalas 


01 1628368 Flavob 


1712309 17137 
Flavobacteriales; 


NR_028643.1 
bacterales; 
NR_028018.1 


a rickettsii 
ickettsieae; 


NR_028004.1 
ospirillacea 
NR_027530.1 


a neapolitan 


NR_027541.1 


NR_025597.1 


iaceae; Flav 
NR_025538.1 
7 
Flavobacter 


ref 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 
Spiroplasma. 


Coenonia anatina 


Coenonia anatina Bacteria; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Capnocytophaga 
Capnocytophaga 
iaceae; Capnocytophaga. 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 
Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Marinitoga camini 


5 Marinitoga camini Bacteria; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 
Thalassospira 

sospira lucentensis 

e; Thalassospira. 
Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Flavobacterium 
acterium frigoris 
obacterium. 
Flavobacterium 

7 Flavobacterium 
iaceae; Flavobacterium. 


NR_025043.1 


Riemerella columbina 


strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae; 


Ri 


emerella. 


562080 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


562080 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


strain IST7 16S r 
Spirochaetes; Spi 


562080 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


562080 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


562080 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


562080 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 


562080 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


562080 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


562080 Bacteria_16S 


strain RB 16S rib 


fever group. 


562080 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 


562080 Bacteria_16S 


strain ATCC VR-61 
Bacteria; Proteob 
spotted fever gro 
strain Mtul 16S r 


fever group. 


562080 Bacteria_16S 


strain Karp 16S r 


syrphidicola stra 
syrphidicola Bact 


chrysopicola stra 
chrysopicola Bact 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


2433806 2433910 6 


idetes; Flavobacteria; 


2671945 2672053 1 
2694451 2694559 3 
rochaetales; 
2721531 2721639 1 
3421738 3421843 3 


eria; Proteobacteria; 


3605343 3605447 6 
612 Bacteria; 
3606880 3606984 6 


ia; Bacteroidetes; 


3635340 3635448 1 
3679700 3679808 2 
ed fever group. 


3703776 3703880 6 


teria; Bacteroidetes; 


3760363 3760471 3 
ribosomal RNA, partial 
rochaetales; 
3781420 3781528 2 


3819314 3819422 1 


3846564 3846672 2 


ed fever group. 
3848054 3848162 2 


3849544 3849652 2 


3935058 3935166 2 


4139162 4139270 2 


4157801 4157909 2 


18925 19028 


Bacteroidetes; 


562080 Bacteria_16S 
rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 


subsp. 
cremea subsp. 


268522 268628 3 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
562080 Bacteria_16S 


Tenericutes; Mollicutes; 


n A2i 16S ribosomal RNA, partial seque 


psilonproteobacteria; Campylobacterale 
562080 Bacteria_16S 
ibosomal RNA, partial sequence 


rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteob 
562080 Bacteria_16S 
in NCIMB 8614 16S ribosomal RNA, parti 


ATCC 33612 16S ribosomal RNA, partial 


ATCC 33624 16S ribosomal RNA, partial 


7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
562080 Bacteria_16S 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


ain ATCC 11845 16S ribosomal RNA, part 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
562080 Bacteria_16S 
in 3-7-6 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacte 


1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 
up. 
562080 Bacteria_16S 


in EA-1 16S ribosomal RNA, partial seq 
eria; 
562080 Bacteria_16S 

in DF-1 16S ribosomal RNA, partial seq 
eria; 
562080 Bacteria_16S 

train AA718 16S ribosomal RNA, partial 
acteria; 


Tenericutes; Mollicutes; 


Streptosporangineae; Thermomonosporaceae; Actinomadura. 


267723 


110 gi|219857432|ref|NR_025020.1| Flavobacterium 
nce 2432948 2434422 Flavobacterium frigidarium 
Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
109 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
6S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
s; Helicobacteraceae; Helicobacter. 
111 gi|219857192|ref|NR_024820.1| Borrelia turcica 
2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetaceae; Borrelia. 
109 gi|219857174|ref|NR_024802.1| Sulfurovum 
sequence 2720705 2722110 Sulfurovum 
acteria; Sulfurovum. 
109 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
al sequence 3420894 3422329 Pseudoalteromonas 
Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
110 gi|219846503|ref|NR_026095.1| Capnocytophaga 
sequence 3604483 3605971 Capnocytophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
110 gi|219846502|ref|NR_026094.1| Capnocytophaga 
sequence 3606022 3607474 Capnocytophaga 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
109 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
3634529 3635951 Helicobacter rodentium 
obacterales; Helicobacteraceae; Helicobacter. 
110 gi|219846451|ref|NR_026042.1| Rickettsia 
quence 3678896 3680323 Rickettsia 
eria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
110 gi|219846434|ref|NR_026025.1| Riemerella 
ial sequence 3702915 3704300 Riemerella 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 
111 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
sequence 3759507 3761025 Borrelia coriaceae Bacteria; 
Spirochaetaceae; Borrelia. 
110 gi|219846376|ref|NR_025967.1| Rickettsia honei 
3780594 3782084 Rickettsia honei Bacteria; 
kettsiaceae; Rickettsieae; Rickettsia; spotted 
109 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
3818485 3819957 Helicobacter cinaedi Bacteria; 
s; Helicobacteraceae; Helicobacter. 
110 gi|219846331|ref|NR_025921.1| Rickettsia 
complete sequence 3845748 3847187 Rickettsia 
ria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
110 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
3847238 3848677 Rickettsia montanensis 
Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
110 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
3848728 3850167 Rickettsia massiliae Bacteria; 
kettsiaceae; Rickettsieae; Rickettsia; spotted 
110 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
3934247 3935705 Orientia tsutsugamushi Bacteria; 
kettsiaceae; Rickettsieae; Orientia. 
110 gi|219846121|ref|NR_025711.1| Spiroplasma 
uence 4138305 4139820 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
110 gi|219846109|ref|NR_025699.1| Spiroplasma 
uence 4156944 4158458 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
6 109 gi|265679051|ref|NR_029359.1| Hymenobacter 
sequence 18082 19577 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
110 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 


269132 Actinomadura 


rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


562080 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


562080 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


strain TO-931 16S 
Firmicutes; Clost 


562080 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


562080 Bacteria_16S 
ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales 


lecithinolyticum 
lecithinolyticum 


562080 Bacteria_16S 
n LMG 21980 16S ribosomal RNA, partial 
Ss 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


562080 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


562080 Bacteria_16S 
n LMG 21971 16S ribosomal RNA, partial 
Ss 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


562080 Bacteria_16S 
in LMG 21969 16S ribosomal RNA, partia 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


562080 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


562080 Bacteria_16S 


strain DSM 12145 


397432 397538 3 
in XIL11 16S ribosomal RNA, 


110 gi 


; Cellulomonas. 


942588 942691 6 109 gi 
16S ribosomal RNA, partial sequence 


1100934 1101041 2 109 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1208553 1208662 3 111 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


gi 


gi 


1264211 1264317 3 109 


gi 


Bacteria; Spirochaetes; 


1617134 1617237 6 109 


gi 


ria; Bacteroidetes; Sphingobacteria; 


1618657 1618760 6 109 


gi 


hingobacteria; 


1620180 1620283 6 109 


gi 


ria; Bacteroidetes; Sphingobacteria; 


1621703 1621806 6 109 


gi 


eria; Bacteroidetes; Sphingobacteria; 
1624734 1624837 6 109 
ribosomal RNA, partial sequence 


hingobacteria; 


gi 


1717775 1717878 6 109 


gi 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
562080 Bacteria_16S 1818036 1818139 6 109 gi|219878324|ref|NR_025463.1 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 181866 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexi 
Sporocytophaga. 

562080 Bacteria_16S 1906214 1906317 6 109 gi| 219878259 |ref|NR_025398.1 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 190681 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibac 
562080 Bacteria_16S 2310920 2311025 3 110 gi|219857522|ref|NR_025110.1 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

562080 Bacteria_16S 3379448 3379553 3 109 gi| 219846663 |ref|NR_026255.1 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 338009 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
Desulfovibrio. 

562080 Bacteria_16S 3724838 3724944 3 110 gi|219846418|ref|NR_026009.1 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 372545 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Thermomonosporaceae; Actinomadura. 

562080 Bacteria_16S 3726299 3726405 3 110 gi|219846417|ref|NR_026008.1 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 372690 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Thermomonosporaceae; Actinomadura. 

562080 Bacteria_16S 3729206 3729312 3 110 gi|219846415|ref|NR_026006.1 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 372981 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Thermomonosporaceae; Actinomadura. 

562080 Bacteria_16S 3730661 3730767 3 110 gi|219846414|ref|NR_026005.1 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 373127 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Thermomonosporaceae; Actinocorallia. 

562080 Bacteria_16S 3732118 3732224 3 110 gi|219846413|ref|NR_026004.1 


complete s 
eria; Actinobacteria; Actinobacteridae 


etaproteobacteria; Burkholderiales; Co: 
562080 Bacteria_16S 


Coriobacteri 


Sphingobacteriales; Cyc 


1207714 12091 
Cori 


ales; 


219846655 
sequence 


, 

219878465 
sequence 

ph 


219878464 


16S ribosomal RNA, partial sequence 1617815 16192 
Sphingobacteriales; Cyc 


lo 
219878463 
sequence 
ph 


219878462 
1 


Sp 


219878460 


1623889 16253 
bacteria 


lo 
219878396 


16S ribosomal RNA, partial sequence 1716916 17183 


Spirocha 


ingobact 


bacteria 


ingobact 


sequence 
hingobac 


obacterineae; C 
ref |NR_026247.1 

1263357 126483 
etaceae; Trepon 
ref|NR_025604.1 

1616292 161776 
eriales; Cyclob 


ref|NR_025603.1 
87 Algoriphagus 
ceae; Algoriphag 
ref|NR_025602.1 

1619338 162081 
eriales; Cycloba 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


ref|NR_025599.1 


; Belliella. 
NR_025535.1 


ceae 
ref 


e 


a 


265678790|ref|NR_029095.1]| Cellulomonas 

equence 396579 398094 Cellulomonas 

; Actinomycetales; Micrococcineae; 

265678417|ref|NR_028719.1| Comamonas terrigena 

941714 943232 Comamonas terrigena Bacteria; 

mamonadaceae; Comamonas. 

265678309|ref|NR_028611.1| Clostridium hiranonis 
1100149 1101541 Clostridium hiranonis Bacteria; 

Clostridium. 

228715352|ref|NR_027524.1]| Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 
° 


riobacteriaceae; 


Treponema 
5 Treponema 
ma. 
Algoriphagus 
4 Algoriphagus 
cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 

0 Algoriphagus 

cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 
orangineae; 


Actinomadura coerulea 


strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


562080 Bacteria_ 
strain IFO 14745 


16S 3748200 3748307 3 110 gi 


219846402 
16S ribosomal RNA, partial sequence 3747408 37488 


ref|NR_025993.1 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
562080 Bacteria_16S 3814722 3814827 6 Hoe (ei gi|219846353|ref|NR_025944.1| Salegentibacter 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 3813879 3815349 Salegentibacter 
salegens Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
562080 Bacteria_16S 3889440 3889546 3 109 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

562080 Bacteria_16S 3985086 3985189 6 109 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 


strain KMM 6017 1 
Sp 


Bacteroidetes; 
562080 Bacteria_ 


halophilus strain 
halophilus Bacter 
562080 Bacteria_1 
alleghenense stra 
alleghenense Bact 
562080 Bacteria_1 
multivorans strai 
multivorans Bacte 
Bur 
562080 Bacteria_1 
seropedicae strai 
Proteob 
562080 Bacteria_1 


Burkholderia; 
Bacteria; 
strain KB740 16S 


Proteobacteria; 


equigenitalis Bac 


562080 Bacteria_16S 


strain C4D1M 16S 
Proteobacteria; 


Bacteria; 


strain P 1-22-1 1 
Proteobacteria; 


Bacteria; 


strain CDC F5101 


Proteobacteria; B 


562080 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


562080 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


562080 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


562080 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


562080 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


562080 Bacteria_16S 


strain IMT37 16S 
Proteobacteria; G 


562080 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


562080 Bacteria_16S 


B 
562080 Bacteria_1 
equigenitalis str 


B 


B 


hingobacteria; 


16S 4098159 4098262 6 109 gi 


ia; 
6s 


Bacteroidetes; Sphingobacteria; 
4160951 4161042 20 111 gi 

Tenericutes; Mollicutes; 

20483 20589 3 109 


eria; 


6S gi 


kholderia cepacia complex. 
6S 64459 64565 3 
n Z67 16S ribosomal RNA, 


109 gi 


6S 157155 157261 3 109 
ribosomal RNA, partial sequence 


gi 


6S 206108 206214 3 109 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; 
235062 235168 3 109 
ribosomal RNA, partial sequence 


gi 


236698 236804 3 109 gi 


238280 238386 3 109 gi 


256545 256651 3 109 gi 


289692 289798 3 109 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
291298 291404 3 109 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
468239 468345 3 109 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
588749 588855 3 109 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
738816 738922 3 109 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
757662 757768 3 109 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
821907 822012 3 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
823487 823593 3 109 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
866037 866143 3 109 gi 


gi 


Bu 
gi 


JC2051 16S ribosomal RNA, partial seq 
Sp 


in PLHS-1 16S ribosomal RNA, partial s 
Entomop 


n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 


complete sequ 
acteria; Betaproteobacteria; Burkholde 


etaproteobacteria; Rhodocyclales; Rhod 


Betaproteobacte 


etaproteobacteria; Burkholderiales; Bu 
562080 Bacteria_16S 
phenazinium strai 
Proteob 
562080 Bacteria_16S 


n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


a; 


s 


ne 


ri 


ri 


a; 


a; 


6S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteriales; Flammeovirgac 
219846154 
ue 


hi 


nce 


ria; 


riales; 
265678903 
6S ribosomal RNA, partial sequence 237457 23896 
etaproteobacteria; Burkholderiales; Bu 
562080 Bacteria_16S 
xenovorans strain 
Proteob 
562080 Bacteria_16S 


265679021 
ence 63592 
riales; 
265678958 
156293 15781 
ocyclaceae 
265678926 


equence 


e 23588 


rkholderia 
265678891 
ence 25570 
Bu 
265678867 


ales; 


28882 


caligenace 
265678866 
290399 29196 


265678739 
467397 46889 
rkholderia 
265678660 
587905 58931 
rkholderia 
265678555 
ence 73794 
Ox 
265678541 
quence 


ales; 


Burkhol 


265678498 
821061 82256 
seudomonad 
265678497 
sequence 


Burkhol 


265678468 


halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Sulfurospirillum. 


ngobacte 
219846107 
equence 
lasmatales 
265679050 
sequence 
Burkhol 


Ox 


Burkh 
265678905 
234235 23583 
rkholderia 
265678904 


Bu 


eae; Roseivirga. 
ref|NR_025744.1 

4097319 409874 
riales; Cyclobac 
ref|NR_025697.1 

160075 416159 
; Spiroplasmatac 
ref |NR_029358.1 

19628 21106 
deriales; Burkh 


rs 


Oo 


ref |NR_029329.1 

65117 Herbas 
alobacteraceae; 
ref |NR_029266.1 
; Azoarcus. 
ref |NR_029234.1 

205252 206750 
olderiales; Alca 
ref|NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 
ref |NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029172.1 


ref|NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref|NR_028965.1 


ceae; Burkholder 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref|NR_028801.1 


aceae; Pseudomon 
ref|NR_028800.1 

822620 824161 
deriales; Burkho 


67 Roseivirga ehrenbergii Bacteria; 


Algoriphagus 

5 Algoriphagus 

teriaceae; Algoriphagus. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Burkholderia 
Burkholderia 

lderiaceae; 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Taylorella 

Taylorella 
ligenaceae; Taylorella. 

Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


els 

Burkholderia 
lderia xenovorans 
Burkholderia. 
Bordetella holmesii 
ella holmesii Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Burkholderia terricola 


terricola Bacteria; 


ia. 
Burkholderia tropica 


0 Burkholderia tropica Bacteria; 


ia. 

Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 

Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 


ref|NR_028771.1 
865186 866674 


Sulfurospirillum 
Sulfurospirillum 


562080 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


562080 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


562080 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


562080 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


562080 Bacteria_16S 


strain WSU 86/104 


562080 Bacteria_16S 


geysericola strai 
geysericola Bacte 


562080 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


562080 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


562080 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


562080 Bacteria_16S 
13501 16S ribosomal RNA, 


Proteobacteria; B 


562080 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


562080 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


562080 Bacteria_16S 


thailandensis str 
thailandensis E26 


Burkholderia; pse 


562080 Bacteria_16S 


strain MT1-641 16 


Proteobacteria; B 


562080 Bacteria_16S 


strain STM815 16S 


Bacteria; Proteob 


562080 Bacteria_16S 


strain STM678 16S 


Proteobacteria; B 


562080 Bacteria_16S 


strain B4P 16S ri 


Proteobacteria; B 


562080 Bacteria_16S 


strain S2 16S rib 


Proteobacteria; B 


562080 Bacteria_16S 


ruhlandii strain 


Bacteria; Proteob 


562080 Bacteria_16S 


strain U120 16S r 


Proteobacteria; B 


562080 Bacteria_16S 


strain DhA-35 16S 


Proteobacteria; B 


562080 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


562080 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 


complex. 


873660 873766 3 109 gi| 265678463 |ref|NR_028766.1 
bosomal RNA, partial sequence 872811 87416 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidu 

893095 893201 3 109 gi| 265678449 |ref|NR_028751.1 
16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

894630 894736 3 109 gi| 265678448 |ref|NR_028750.1 
16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

896165 896271 3 109 gi| 265678447 |ref|NR_028749.1 
16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

973510 973616 3 109 gi| 265678395 |ref|NR_028697.1 
4 16S ribosomal RNA, complete sequence 972617 974173 Waddli 

Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

977966 978072 3 109 gi| 265678392 |ref|NR_028694.1 
n GC-42 16S ribosomal RNA, partial sequence 977181 978580 
ria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpeto 

1002709 1002815 3 109 gi|265678376|ref|NR_028678.1 
ibosomal RNA, partial sequence 1001834 10033 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

1036112 1036218 3 109 gi|265678354|ref|NR_028656.1 
bosomal RNA, partial sequence 1035238 10367 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspiri 

1146457 1146563 3 109 gi| 253680759 |ref|NR_028007.1 
ibosomal RNA, partial sequence 1145612 11470 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas 

1193322 1193428 3 109 gi|228715722|ref|NR_027537.1 

complete sequence 1192457 1193978 Bordetella hinzii LMG 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1267295 1267401 3 109 gi|219846423|ref|NR_026014.1 
S ribosomal RNA, partial sequence 1266430 12679 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

1283645 1283751 3 109 gi|219846066|ref|NR_025656.1 
16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 

1359770 1359876 3 109 gi|228720024|ref|NR_027587.1 
ain E264 16S ribosomal RNA, partial sequence 1358923 136041 
4 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
udomallei group. 

1373410 1373516 3 109 gi| 228717983 |ref|NR_027569.1 
S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 

1386996 1387102 3 109 gi|228716754|ref|NR_027555.1 

ribosomal RNA, partial sequence 1386182 1387616 Burkholderia 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 

1388511 1388617 3 109 gi|228716720|ref|NR_027554.1 

ribosomal RNA, partial sequence 1387667 1389146 Burkholderia 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 

1424601 1424707 3 109 gi| 224581442 |ref|NR_027224.1 
bosomal RNA, partial sequence 1423741 14252 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1438544 1438650 3 109 gi|224581429|ref|NR_027211.1 
osomal RNA, partial sequence 1437684 14391 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1456792 1456898 3 109 gi| 224581416 |ref|NR_027197.1 
EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achrom 
acteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Ac 

1465781 1465887 3 109 gi| 224581409 |ref|NR_027190.1 
ibosomal RNA, partial sequence 1464924 1466433 Azoarcus 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

1468789 1468895 3 109 gi| 224581407 |ref|NR_027188.1 

ribosomal RNA, partial sequence 1467942 1469414 Zoogloea 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

1471866 1471972 3 109 gi|224581405|ref|NR_027186.1 

EY3860 16S ribosomal RNA, partial sequence 1471041 147236 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalig 

1473258 1473364 3 109 gi|224581402|ref|NR_024882.1 
1 RNA, partial sequence 1472412 1473865 Burkholderia ambifari 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 

1533762 1533868 3 109 gi|219857425|ref|NR_025013.1 


562080 Bacteria_16S 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


s. 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Herpetosiphon 

Herpetosiphon 
siphon. 

Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Bordetella hinzii LMG 
13501 Bacteria; 


Massilia timonae 


23 Massilia timonae Bacteria; 


Burkholderia hospita 


hospita Bacteria; 


ia. 

Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Achromobacter 
obacter ruhlandii 
hromobacter. 
Azoarcus buckelii 


buckelii Bacteria; 


Zoogloea resiniphila 


resiniphila Bacteria; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Burkholderia 


1532915 1534322 Burkholderia 


AAATCTTGTAATCCCCGAGGGACGACCGATGGCGAAGGCATCTTACCAGAACGGCTTCGACAGTGAGGGACGAAAGCTGGGGGAGCAAACCGGATTAGATACCCG 
GGTAGTCCCAGCCGTAAACGATGTGCGTTAGGTGTGTCAGCGACCACGAGTCGCTGAGGTGCCGAAGGGAAACCGTGAAACGCACCGCCTGGGAAGTACGGTCGC 
AAGGCTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGACAACTCACCGGATACGACAGCGGAATG 
ATAGCCGGGCTGAAGACTCTGCTTGACCAGCTGAGAGGAGGTGCATGGCCGTCGTCAGTTCGTACTGTGAAGCATCCTGTTAAGTCAGGCAACGAGCGAGACCCA 
CGCCAACAGTTGCCAGCATGATCTCCGGATTGATGGGGACACTGTTGGGACCGCCTCTGCTAAAGGGGAGGAAGGAATGGGCAACGGTAGGTCAGCATGCCCCGA 
ATTATCCGGGCTACACGCGGGCTACAATGGATGGGACAATGGGTTTCGACACCGAAAGGTGAAGGTAATCTCCTAACCCCACCCGTAGTTCGGATTGCGGGGTGC 
AACTCGCCCGCATGAAGCTGGAATCCGTAGTAATCGCGCCTCACGATGGCGCGGTGAATATGTCCCTGCTCCTTGCACACACCGCCCGTCAAACCACCCGAGTGG 
GGTTTGGATGAGGCGGCAGTTTATGCTGCTGTCGAATCTAGGTTCCGCAAGGGGGGTTAAGTCGTAACAAGGTAGCCGTAGGGGAATCTGCNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACCTGACTGCTATTGGGGTAAGGCTAAGCCATGGGAGCCGGACGCCCTATCGCTATAGGGCGTGACG 
CACGGCTGAGTAACACGTGGCTAACCTACCCTCGGGACTGGGATAACTCCGGGAAACTGGAGCTAAACCCGGATAGGTGAGGAGTCCTGGAATGGTTCTTCACCG 
AAATAGACCTTAGGGGGTTACCGTCTAAGGTCTGCCCGAGGATGGGGCCACGGCCCATCATGGTAGTTGGTGGGGTAATGGCCCACCAAGCCTACGACGGGTAGG 
GGCCCTGGGAGGGGGAGCCCCCAGATGGACCCTGAGACAAGGGTCCAGGCCCTACGGGGCGCACCAGGCGCGAAACCTCTGCAATGCGGGCAACCGTGACAGGGT 
TACCCCAAGTGCTCCCGTTAAGGGAGCTTTTCCTCGCTGTAAGGAGGCGAGGGAATAAGCGGGGGGCAAGACTGGTGTCAGCCGCCGCGGTAATACCAGCCCCGC 
GAGTGGTCAGGACGATTACTGGGCCTAAAGCGCCCGTAGCCGGTCTAGCAAGTCCTCTCTGAAAGCTCCGGGCCTAACCCGGAGAGTGGAGAGGATACTGCTAGG 
CTAGGGGGCGGGAAAGGCCGGGGGTACTCCTAGGGTAGGGGCGAAATCCGATAATCCTAGGAGGACCACCAGTGGCGAAGGCGCCCGGCTGGAACGCGCCCGACG 
GTGAGGGGCGAAAGCTGGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCCAGCTGTAAACGATGCAGGCTAGGTGTTAGATGGGCGTTAGGGTCCATCTAGTG 
CCGCAGGGAAGCCGTTAAGCCTGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGGGGCACACAAGGGGTGGAGCCTGCGGCTCAAT 
TGGAGTCAACGCCGGGAACCTCCACCGGGAGCGACAGCAGAATGAAGGCCAGGCTAATGACCTTGCCAGACGCGCTGAGGGGAGGTGCACGGCCGTCGCCAGCTC 
GTGCTGTGAAGTGTCCTGTTAAGTCAGGCAACGAGCGAGACCCTCGCCCTTAGTTGCCATCACATAGGAGACTATGGGGGCACACTAAGGGGACTGCCGCCGCTA 
AGGCGGAGGAAGGGGAGGGCCACGGCAGGTCAGCATGCCCCTAAACTCCCGGGCTGCACGCGGGCTACAATGGTGGGGACAGCGGGTTCCGACCCACGAAAGGGG 
AAGGCAATCCCTGAAACCCCACCGTAGTTGGGATTGAGGGCTGCAACTCGCCCTCATGAACCTGGAATCCCTAGTAACCGCGCGTCATCATCGCGCGGTGAATAC 
GTCCCTGCCCCTTGTACACACTGCCCGTCGCTCCATCCGAGAGAGGGGAAGGTGAGGCCCCTTCCCATAGGGAAGAGGTCGAACCTTCCCCTCTCGAGGAGGGAG 
AAGTCGTAACAAGGTAGCCGTAGGGGAACCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCTGGTTGATCCCGGCGGCGG 
CCACTGCTATCAAGTTCCGACTAAGCCATGCGAGTCAAGGGGCCGTAAGGCACCGGCGTACCGCTCAGTAACACGCGGATAATCTACCCTCGGGAAGGGCATAAC 
CTCGGGAAACTGAGGCTAATTCCCTATAGCCATTCAGAACTGGAATGTTTGGATGGTGAAAGCTCCGGCGCCCGGGGATGAGTCTGCGGCCTATCAGGTAGTAGG 
TGGTGTAACGGACCACCTAGCCTAAGACGGGTACGGGCCCTGGGAGGGGTAGCCCGGAGATGGACTCTGAGACACTAGTCCAGGCCCTACGGGGCGCAGCAGGCG 
CGAAACCTGTGCAATGCGCGCAAGCGCGACACGGGGAGCTTGAGTGTCTTGGCAAAAGCCAAGACTTTTCTTATGCCTAAAAAGCATAAGGAATAAGGGCTGGGT 
AAGACGGGTGCCAGCCGCCGCGGTAACACCCGCAGCTCAAGTGGTGGTCACTTTTACTGAGCCTAAAGCGTTCGTAGCCGGCTTTGTAAATCTCCAGGTAAATTC 
TAGCGCTTAACGTTAGATCTCCTGGAGAGACTGTAAAGCTTGGGACCGGGTGGGGTTGAACGTACTTTCAGGGTAGGGGTAAAATCCTGTAATCCTGGAAGGACG 
ACCGGTAGCGAAGGCGTTCAACTAGAACGGATCCGACGGTGAGGAACGAAGGC TAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCTGTAAACTCTGC 
CCACTTGGTGTTGCCTTTCCGTTGAGGGGAGGCAGTGCCGGAGCGAAGGTGTTAAGTGGGCCGCTTGGGGAGTATGGTCGCAAGACTGAAACTTAAAGGAATTGG 
CGGGGGAGCACCGCAACGGGAGGAATGTGCGGTTTAATTGGATTCAACGCCGGAAAACTCACCGGGAGCGACCTGTGGATGAGAGTCAACCTGACGAGTTTACTC 
GATAGCAGGAGAGGTGGTGCATGGCCGTCGTCAGCTCGTACCGTAGGGCGTTCACTTAAGTGTGATAACGAGCGAGACCCCCATCTCCAATTGCAATTACCTACG 
CGGGTAGGTAAGCACTTTGGAGAGACCGCCAGCGCTAAGCTGGAGGAAGGAGGGGTCGACGGCAGGTCAGTACGCCCCGAATCTCCCGGGCTACACGCGCATTAC 
AAAGGGCAGGACAATGCGTTGCAACCTCGAAAGGGGAAGCTAATCGCCAAACCTGTCCGTAGTTAGGATTGAGGGCTGTAACTCGCCCTCATGAATCTGGATTCC 
GTAGTAATCGCGGGTCAACAACCCGCGGTGAATATGCCCCTGCTCCTTGCACACACCGCCTGTCAAACCATCCGAGCTGGTGTTGGATGAGGGTTAGCTCGAGAG 
GGTTAGCTCAAATCTGATGTCAGTGAGGAGGGTTAAGTCATAACAAGGTATCTGTAGGGGAACCTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNACTCCGGTTGATCCTGCCGGGCCCGACCGCTATCGGGGTGGGACTAAGCCATGGGAGTCGTGCGCCCCCGGACGCGGG 
GGCGCGGCGGACGGCTGAGTAACACGTGGCCAACCTACCCTCGGGACGGGGATAACCCCGGGAAACTGGGGCTAATCCCCGATAGGCGAGGGGGCCTGGAACGGG 
TCCCTCGCCGAAAGGGCGCGCGGAGCCTCCCCGCGCGCCGCCCGAGGATGGGGC TGCGGCCCATCAGGTAGTTGGCGGGGTAACGGCCCGCCAAGCCGATAACGG 
GTAGGGGCCGTGAGAGCGGGAGNCCCCAGATGGGCACTGAGACAAGGGCCCAGGCCCTACGGGGCGCACCAGGCGCGAAACCTCCGCAATGCGGGCAACCGTGAC 
GGGGTCACCCCGAGTGCCGCCGATAAGGCGGCTGTTCCCCGCTGTAGGAAGGCGGGGGAGTAAGCGGGGGGCAAGTCTGGTGTCAGCCGCCGCGGTAATACCAGC 
CCCGCGAGCGGTCGGGATGATTACTGGGCCTAAAGCGCCCGTAGCCGGCCCGGTAAGTCCCCCCCTAAAGCCCCGGGCTCAACCCGGGGAGTGGGGGGGATACTG 
CCGGGCTAGGGGGCGGGAGAGGCCGAGGGTACTCCCGGGGTAGGGGCGAAATCCGATAATCCCGGGAGGACCACCAGTGGCGAAGGCGCTCGGCTGGAACGCGCC 
CGACGGTGAGGGGCGAAAGCCGGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCGGCTGTAAACGATGCGGGCTAGGTGTTGGGCGGGCTTGGAGCCCGCCC 
AGTGCCGCAGGGAAGCCGTTAAGCCCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTTAAAGGAATTGGCGGGGNAGCACCACAAGGGGTGGAGCCTGCGGC 
TTAATTGGAGTCAACGCCGGGAATCTTACCGGGGGCGACAGCAGGATGACGGCCAGGCTGACGACCTTGCCCGACACGCTGAGAGGAGGTGCATGGCCGTCGCCA 
GCTCGTGCCGTGAGGTGTCCGGTTAAGTCCGGCAACGAGCGAGACCCCCACCCCTAGTTGCTACCCCGGGGCCACCCCGGGGGCACACTAGGGGGACTGCCGNCG 
TCCAAGGCGGAGGAAGGAGGGGGCCACGGCAGGTCAGCATGCCCCGAATCCCCCGGGCTGCACGCGGGCTACAATGGCGGGGACAGCGGGATCCGACCCCGAAAG 
GGGGAGGCAATCCCTTAAACCCCGCCGCAGTTGGGATCGAGGGCTGCAACTCGCCCTCGTGAACGCGGAATCCCTAGTAACCGCGCGTTAGCATCGCGCGGTGAA 
TACGTCCCTGCTCCTTGCACACACCGCCCGTCGCTCCACCCGAGCGGGGGAGGGGTGAGGCCCCGTCCCTCGCCAGGGCGGGGTCGAACCTCTCCCCCGCGAGGG 
GGGAGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNG 
CTCAGTAACACGTGGTTAACTTAACCTCAGGTGGAGCATAACCTTGGGAAACTGAGGATAATTCTCCATAAGAAAAGCAGTCTGGAACGATTCTTTTCTGAAAGC 
ATATGCGCCCGAGGATAGGACTGCGCTCGATTAGGTAGTTGGTGGGGTAATGGCCCACCAAGCCTACGATCGATACGGGCCTTGAGAGAGGGAGCCCGGAGATGG 
GGACTGAGACACGGCCCCAGGCCCTACGGGGCGCAGCAGGCGCGAAACCTCCGCAATGCACGAAAGTGCGACGGGGGGACCCCAAGTGCTCATGCACAGCATGGG 
CTTTTATCAAGTGTAAACAGCTTGAGGCAATAAGGGCTGGGCAAGTTCGGTGCCAGCAGCCGCGGTAATACCGACGGCCCGAGTGGTAGCCACTCTTATTGGGCC 
TAAAGCGTCCGTAGCCGGTCCAGTAAGTCCCTGTTTAAATTCTCTGGCTTAACCAGAGGACTGGCAGGGATACTGCTGGACTTGGGACCGGGAGAGGACAAGGGT 
ACTCCAGGGGTAGCGGTGAAATGTGTTGATCCTTGGAGGACCACCTATGGCGAAGGCACTTGTCTGGAACGGGTCCGACGGTGAGGGACGAAAGCCAGGGGCGCG 
AACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACTCTGCGAACTAGGTGTCACCTGGGCCTCGAGCCCAGGTGGTGCCGAAGGGAAGCCGTTAAGTTCGCCG 
CCTGGGGAGTACGGTCGCAAGACTGAAACTTAAAGGAATTGGCGGGGGAGCACCACAACGGGTGGAGCCTGCGGTTTAATTGGATTCAACGCCGGGCATCTCACC 
AGGAGCGACAGCATGATGACGGCCAGGTTGACGACCTTGCCTGAAGCGCTGAGAGGTGGTGCATGGCCATCGTCAGCTCGTACCGCGAGGCGTCCTGTTAAGTCA 
GGTAACGAGCGAGACCCGTGCCCTATGTTGCGACTACTTTCTCCGGAAGGTAAGCACTCATAGGGGACCGCTAGCGCTAAGCTAGAGGAAGGAGCGGGCAACGAT 
AGGTCCGCATGCCCCGAATCTCCTGGGCTACACGCGGGCTACAATGGCTAGGACAATGGGCTGCTACCCTGAAAAGGGACGCGAATCTCCGAAACCTAGTCGTAG 
TTCGGATCGTGGGCTGTAACTCGCCCACGTGAAGCTGGAATCCGTAGTAATCGCAGTTCATAATACTGCGGTGAATGTGTCCCTGCTCCTTGCACACACCG 
>Bacteria_16S 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCCAGCTTGCTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAAT 
CTGCCCTGTACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATAGGACGCCTCACCGCATGGTGGGGTGTGGAAAGTTCCGGCGGTACAGGTTGAGCCC 
GCGGCCTATCAGCTTGTTGGTGGGGTGATGGCC TACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCGCCCG 
GGACGAAGCGCAAGTGACGGTACCGGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGAGCTCGTAGGCGGTGTGTCACGTCTGCCGTGAAAACCTGCGGCTTAACCGTGGGCGTGCGGTGGATACGGGCATCACTTGAGTTCGGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGAAACTGACGCTGAGGAGCGAAAGCGTGGGGAGC 
GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTGCTGTTCACGCGTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGC 


cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; Burkholderia cepacia complex. 


562080 Bacteria_16S 1836238 1836344 3 109 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

562080 Bacteria_16S 1878903 1879009 3 109 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
562080 Bacteria_16S 1897573 1897679 3 109 gi|219878265|ref|NR_025404.1| Bordetella trematum 


strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 18982 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
562080 Bacteria_16S 1899116 1899222 3 109 gi|219878264|ref|NR_025403.1 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Bracki 


Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
562080 Bacteria_16S 1922945 1923051 3 109 gi 
mannitolilytica strain LMG6866 16S ribosomal RNA, parti 


caligenace 
219878246 
al sequenc 


ae; Brackiella. 
ref|NR_025385.1 
e 1922112 192356 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Ralstonia 
0 Ralstonia 


mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 
562080 Bacteria_16S 1947364 1947470 3 109 gi|219878230|ref|NR_025369.1| Bordetella petrii 


strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 


20 Bordetella petrii Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

562080 Bacteria_16S 1964096 1964202 3 109 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

562080 Bacteria_16S 1965613 1965719 3 109 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

562080 Bacteria_16S 1971414 1971520 3 109 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

562080 Bacteria_16S 2067904 2068010 3 109 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

562080 Bacteria_16S 2069436 2069542 3 109 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

562080 Bacteria_16S 2074071 2074177 3 109 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

562080 Bacteria_16S 2078644 2078749 3 109 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

562080 Bacteria_16S 2080203 2080308 3 109 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

562080 Bacteria_16S 2081755 2081860 3 109 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

562080 Bacteria_16S 2122801 2122907 3 109 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

562080 Bacteria_16S 2274670 2274776 3 109 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

562080 Bacteria_16S 2276204 2276310 3 109 gi|219857549|ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

562080 Bacteria_16S 2307924 2308030 3 109 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

562080 Bacteria_16S 2330560 2330666 3 109 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

562080 Bacteria_16S 2385093 2385199 3 109 gi|219857470|ref|NR_025058.1| Burkholderia fungorum 


strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia fungorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
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caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
562080 Bacteria_16S 2500215 2500321 3 109 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 


Proteobacteria; 


Proteobacteria; 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 

asinigenitalis Bacteria; Proteobacteria; Betaproteobacter Burk 
562080 Bacteria_16S 2619025 2619131 3 109 gi| 219857253 
strain CKB 16S ribosomal RNA, partial sequence 2618180 26196 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
562080 Bacteria_16S 2649574 2649680 3 109 gi| 219857225 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 26501 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
562080 Bacteria_16S 2651077 2651183 3 109 gi| 219857224 


Betaproteobacteria; Rhodocyclales; Rhodoc 
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ref|NR_024852.1| Azospira oryzae strain 


oryzae Bacteria; Proteobacteria; 
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bizzozeronii stra 
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3077837 3077943 3 109 gi 
MWAP64 16S ribosomal RNA, partial seque 
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NR_024804.1 
O 


NR_024721.1 
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NR_026464.1 
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NR_026462.1 
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94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 
ocyclaceae; Thauera. 
Ferribacterium 
acterium limneticum 
ibacterium. 
Burkholderia 

6 Burkholderia 


Sulfurospirillum 


4 3138514 
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Janthinobacterium. 


NR_026364.1 


Janthinobacterium 


3222170 3223638 Janthinobacterium 


Burkholderia. 
Azoarcus anaerobius 
us anaerobius Bacteria; 
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bosomal RNA, partial sequence 3826 
psilonproteobacteria; Campylobacterales; 
16S 3855627 3855733 3 109 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
16S 3869273 3869379 3 109 gi 
in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 
16S 3963174 3963280 3 109 gi 
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16S 3350375 3350481 3 109 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
6S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

16S 3364334 3364440 3 109 gi|219846674|ref|NR_026266.1| Verrucomicrobium 

SM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 

; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 

16S 3522781 3522887 3 109 gi|219846561|ref|NR_026153.1| Thauera aromatica 

6S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
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562080 Bacteria_16S 1921434 1921538 6 110 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 1922061 Chryseobacterium 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 
562080 Bacteria_16S 2888298 2888405 1 109 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
562080 Bacteria_16S 3065919 3066022 6 109 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 
562080 Bacteria_16S 3316954 3317062 3 Tid gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
562080 Bacteria_16S 3705204 3705310 3 109 gi|219846433|ref|NR_026024.1| Prosthecobacter 
fusiformis strain FC4 16S ribosomal RNA, partial sequence 3704351 3705819 Prosthecobacter fusiformis 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
562080 Bacteria_16S 155595 155702 2 109 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

562080 Bacteria_16S 405169 405274 3 110 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
562080 Bacteria_16S 482037 482143 3 109 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 


562080 Bacteria_16S 976525 976628 6 109 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
strain SS-2 16S ribosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

562080 Bacteria_16S 979463 979566 6 109 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 
strain II-2 16S ribosomal RNA, partial sequence 978631 980048 Lewinella cohaerens Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

562080 Bacteria_16S 1062013 1062116 6 109 gi|265678336|ref|NR_028638.1| Chitinophaga 


japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 


562080 Bacteria_16S 1781514 1781620 3 110 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 
562080 Bacteria_16S 3588390 3588496 3 109 gi|219846517|ref|NR_026109.1| Desulfurella 


acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

562080 Bacteria_16S 3807045 3807151 3 109 gi|219846358|ref|NR_025949.1| Bordetella 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


562080 Bacteria_16S 3863209 3863312 6 109 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

562080 Bacteria_16S 3864729 3864832 6 109 gi|219846319|ref|NR_025909.1| Alistipes putredinis 
strain ATCC 29800 16S ribosomal RNA, partial sequence 3863852 3865319 Alistipes putredinis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 

562080 Bacteria_16S 3870784 3870890 3 109 gi|219846315|ref|NR_025905.1]| Arcobacter 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 


562080 Bacteria_16S 92923 93029 3 109 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

562080 Bacteria_16S 747621 747717 3 101 gi| 265678548 |ref|NR_028852.1| Acinetobacter gerneri 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

562080 Bacteria_16S 753121 753217 3 101 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

562080 Bacteria_16S 1179767 1179873 3 109 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

562080 Bacteria_16S 1231165 1231271 3 109 gi|219878275|ref|NR_025414.1| Thermocrinis albus 


strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 1231793 Thermocrinis albus DSM 14484 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 
562080 Bacteria_16S 1361298 1361399 3 105 gi|228719712|ref|NR_027584.1| Acidimicrobium 

ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 


DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

562080 Bacteria_16S 1467274 1467380 3 109 gi|224581408|ref|NR_027189.1| Treponema putidum 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 1467891 Treponema putidum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
562080 Bacteria_16S 1936640 1936746 3 109 gi| 219878237 |ref|NR_025376.1| Comamonas 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
562080 Bacteria_16S 2353152 2353258 3 109 gi|219857492|ref|NR_025080.1| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
562080 Bacteria_16S 2823686 2823792 3 109 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 
562080 Bacteria_16S 2996080 2996186 3 109 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 
562080 Bacteria_16S 3823946 3824051 3 109 gi| 219846347 |ref|NR_025938.1| Haemophilus 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Haemophilus. 


562080 Bacteria_16S 3835894 3835999 3 109 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
strain C-1 16S ribosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

562080 Bacteria_16S 4122397 4122499 7 109 gi|219846135|ref|NR_025725.1| Petrobacter 


succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 
562080 Bacteria_16S 4145425 4145535 1 x os gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
562080 Bacteria_16S 982484 982593 2 TLL gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 
strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 


562080 Bacteria_16S 4146990 4147099 1 110 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
562080 Bacteria_16S 311064 311171 3 Ay gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

562080 Bacteria_16S 505215 505323 3 111 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 


strain DV1140 16S ribosomal RNA, partial sequence 504361 505871 Thermosipho atlanticus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 
562080 Bacteria_16S 566238 566342 6 110. gi|265678675|ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 
562080 Bacteria_16S 622071 622175 6 110 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

562080 Bacteria_16S 1332467 1332575 3 111 gi|228721494|ref|NR_027617.1| Thermosipho 
melanesiensis strain BI429 16S ribosomal RNA, partial sequence 1331586 1333097 Thermosipho 
melanesiensis BI429 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

562080 Bacteria_16S 1505043 1505151 2 110 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

562080 Bacteria_16S 1546003 1546086 3 86 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 


562080 Bacteria_16S 1916789 1916897 3 211 gi|219878250|ref|NR_025389.1| Thermosipho geolei 
strain DSM 13256, 16S ribosomal RNA, partial sequence 1915911 1917433 Thermosipho geolei Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

562080 Bacteria_16S 2436816 2436912 3 99 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 


strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


562080 Bacteria_16S 2828223 2828331 3 111 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 
strain IHB1 16S ribosomal RNA, partial sequence 2827347 2828849 Thermosipho japonicus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

562080 Bacteria_16S 3778439 3778547 3 LAG gi|219846378|ref|NR_025969.1| Thermotoga subterranea 
strain SL1 16S ribosomal RNA, partial sequence 3777587 3779067 Thermotoga subterranea Bacteria; 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula. 

562080 Bacteria_16S 4007371 4007474 6 109 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

562080 Bacteria_16S 4096673 4096776 6 109 gi|219846155|ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

562080 Bacteria_16S 4099615 4099718 6 109 gi|219846153|ref|NR_025743.1]| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

562080 Bacteria_16S 4236794 4236897 6 109 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

562080 Bacteria_16S 15831 15933 e) 105 gi|265679053|ref|NR_029361.1| Leptospira interrogans 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

562080 Bacteria_16S 35661 35766 3 109 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

562080 Bacteria_16S 746246 746349 3 109 gi| 265678549 |ref|NR_028853.1| Acinetobacter tandoii 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter tandoii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

562080 Bacteria_16S 748996 749092 3 101 gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter bouvetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

562080 Bacteria_16S 1241787 1241895 3 111 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

562080 Bacteria_16S 2727675 2727761 3 88 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

562080 Bacteria_16S 1191778 1191863 3 88 gi|228715750|ref|NR_027538.1| Persephonella marina 
strain EX-H1l 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

562080 Bacteria_16S 187638 187745 1 109 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 


collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


562080 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

562080 Bacteria_16S 1295852 1295960 1 109 gi|224581415 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 12963 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidace 
562080 Bacteria_16S 1394407 1394515 3 111 gi| 228715897 


strain TMO 16S ri 
Ther 
562080 Bacteria_16S 


Thermotogae; 
strain DSM 9442 1 
Thermotogae; 


Bacteria; 


strain ES2772 16S 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


562080 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; 


strain WPH 179 16 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


562080 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


562080 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain M384 16S r 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


562080 Bacteria_16S 


Clostridia; 
562080 Bacteria_16S 
strain T7 16S ribosomal RNA, partial sequence 


Ther 
562080 Bacteria_16S 
tunicata strain D 
Proteob 
Pseudoalteromonas. 
562080 Bacteria_16S 


Ba 
562080 Bacteria_16S 


726692 726797 3 111 
ribosomal RNA, partial sequence 


gi 


Clostridiales; Veillonellaceae; 


1008708 1008788 31 111 gi 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; 
3451414 3451522 3 


Thermotoga. 
111 gi 


motogales; Thermotogaceae; Thermotoga. 
9770 9866 3 102 gi 
2 16S ribosomal RNA, partial sequence 


129714 129817 6 109 

ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
241415 241519 3 109 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


324749 324852 6 109 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
326279 326382 6 109 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
327803 327906 6 109 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
729671 729774 6 109 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
1104003 1104112 2 111 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1392871 1392978 2 109 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1785969 1786072 6 109 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
2046497 2046600 6 109 gi 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2394269 2394372 6 109 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
2700480 2700583 6 109 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2702020 2702123 6 109 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3015920 3016023 6 109 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3145466 3145569 6 109 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3409782 3409885 6 109 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
3547358 3547461 6 109 


Po 


1007814 10092 


1393543 13950 


6S ribosomal RNA, partial sequence 3450571 34520 


acteria; Gammaproteobacteria; Alteromo 


128870 13034 


240595 24207 


326926 32843 


728785 73027 


1103152 11046 


1392046 13934 


2045623 20471 


2393419 23948 


2699606 27010 


2701149 27026 


3015068 30165 


3144616 31460 


219846609 


265679057 

8961 
nadales; P 
265678976 


ae; Prevot 
265678901 


rkholderia 


265678844 
ce 32386 
ae; Prevot 
265678843 

32539 
ae; Prevot 
265678842 


ae; Prevot 
265678562 


ae; Prevot 
265678306 


mily XIII. 
228716184 


219878345 
17851 
daceae; Dy 
219878161 
ae; Prevot 
219857464 


daceae; Po 
219857188 
ae; Prevot 
219857187 
ae; Prevot 
219846913 


daceae; Dy 
219846825 
ae; Prevot 
219846638 
34089 
rphyromona 
219846545 


gi 


265678564|ref|NR_028868.1| Succinispira mobilis 
725825 727319 Succinispira mobilis Bacteria; 

Succinispira. 

265678372|ref|NR_028674.1| Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


ref|NR_027196.1| Bacteroides stercoris 
48 Bacteroides stercoris ATCC 43183 

ae; Bacteroides. 

ref|NR_027542.1| Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


ref|NR_029365.1 
10291 Pseudo 
seudoalteromonad 


ref|NR_029284.1| Prevotella dentalis 
1 Prevotella dentalis Bacteria; 


ella. 

ref|NR_029209.1| Burkholderia cepacia 

2 Burkholderia cepacia Bacteria; 

ceae; Burkholderia; Burkholderia cepacia 
ref|NR_029149.1| Prevotella disiens 

9 325347 Prevotella disiens Bacteria; 
ella. 

ref|NR_029148.1| Prevotella veroralis 

8 326875 Prevotella veroralis Bacteria; 
ella. 

ref|NR_029147.1] Prevotella oulorum 


5 Prevotella oulorum Bacteria; 
ella. 
ref|NR_028866.1| Prevotella bryantii 
0 Prevotella bryantii Bacteria; 

ella. 
ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; Mogibacterium. 

ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 


ref|NR_025484.1| Dysgonomonas mossii 
30 1786580 Dysgonomonas mossii Bacteria; 
sgonomonas. 

ref|NR_025300.1| Prevotella albensis 
17 Prevotella albensis Bacteria; 

ella. 

ref|NR_025052.1| Porphyromonas gulae 


84 Porphyromonas gulae Bacteria; 


rphyromonas. 

ref|NR_024816.1| Prevotella salivae 

98 Prevotella salivae Bacteria; 

ella. 

ref|NR_024815.1| Prevotella shahii 

38 Prevotella shahii Bacteria; 

ella. 

ref|NR_026505.1| Dysgonomonas gadei 

31 Dysgonomonas gadei Bacteria; 
sgonomonas. 

ref|NR_026417.1| Prevotella pallens 

69 Prevotella pallens Bacteria; 

ella. 

ref |NR_026230.1| Porphyromonas catoniae 
32 3410401 Porphyromonas catoniae 
daceae; Porphyromonas. 

ref|NR_026137.1| Porphyromonas cansulci 


strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 


Bacteroidetes; Ba 


cteroidia; Bacteroidales; Porphyromona 


daceae; Po 


rphyromonas. 


562080 Bacteria_16S 
cangingivalis str 


cangingivalis Bac 


562080 Bacteria_16S 
strain B422 16S r 
Ba 
562080 Bacteria_16S 


Bacteroidetes; 


strain PS6 16S ri 
Tenericutes; Moll 


562080 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; 


metallidurans CH3 
Cupriavidus. 


562080 Bacteria_16S 


stercoricanis str 
stercoricanis Bac 


562080 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; Sp 


562080 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


guaymasensis stra 
Bacteria; Aquific 


562080 Bacteria_16S 


strain ATCC 43185 
Bacteroidetes; Ba 


562080 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; Sp 


562080 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


562080 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


562080 Bacteria_16S 


strain DSB MGU 15 


Ba 
562080 Bacteria_16S 
metallidurans str 


3548890 3548993 6 109 gi 
Bac 


gi 


teria; Bacteroidetes; Bacteroidia; 
3573200 3573303 6 109 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
3799496 3799603 2 109 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ribosomal RNA, partial sequence 


2231741 2231810 3 72 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
3393037 3393145 1 109 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Bacteroidace 
3979202 3979305 6 109 gi 
16S ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
975055 975158 6 109 gi 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
279155 279262 2 109 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
349274 349352 31 110 gi 
-6 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


562080 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


562080 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


562080 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


562080 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


562080 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


562080 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


941035 941138 6 109 gi 
hingobacteria; Sphingobacteriales; Chi 
2201513 2201620 2 109 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2280788 2280895 2 109 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2282294 2282401 2 109 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2477648 2477755 2 109 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482139 2482246 2 109 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


562080 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


562080 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


562080 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


2485162 2485269 2 109 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3690225 3690332 2 109 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3752772 3752879 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758820 3758927 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ain VPB 4874 16S ribosomal RNA, partia 


3572354 35738 
Prevotellace 


3798661 38001 


3866247 3866350 6 109 gi| 219846318 
6S ribosomal RNA, partial sequence 3865370 38668 
cteroidia; Bacteroidales; Porphyromonadaceae; Po 
1338503 1338607 3 109 gi| 228721484 
ain CH34 16S ribosomal RNA, partial sequence 
4 Bacteria; Proteobacteria; Betaproteobacteria; 
1623226 1623328 6 108 gi| 219878461 
ain 5BAC4 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Betaproteobacteria; Burkh 
3218481 3218563 6 88 gi| 219846775 
ribosomal RNA, partial sequence 3217640 32191 
hingobacteria; Sphingobacteriales; Flammeovirgac 
780672 780781 2 111 gi| 265678525 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
562080 Bacteria_16S 


974224 97564 
Sap 


6S ribosomal RNA, partial sequence 940206 94166 


2200688 22021 


2279959 22814 


2476824 24782 


2481316 24827 


2484337 24857 


3689398 36908 


3751943 37534 


219846544 
1 sequence 
teroidales 
219846527 
ae; Prevot 
219846363 


219857578 
nce 22309 
Persephone 
219846650 

33921 
ae; Bacter 
219846239 

39784 
xibacterac 
265678394 


rospiracea 
265678874 
27832 


265678825 
34841 


265678418 
tinophagac 
219857598 


219857546 


219857545 

equence 

lasmatacea 
219857398 


219857395 


219857393 


219846444 


219846397 


ococcineae; 


eae; 


ref|NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_026119.1 


Porphyromonas 

1 Porphyromonas 

ceae; Porphyromonas. 
Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


ella. 
ref|NR_025954.1 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_027607.1 
1337638 133913 
Burkholderiales; 
ref|NR_025600.1 

1622384 162383 
olderiales; Alca 
ref |NR_026367.1 


Porphyromonas macacae 
macacae Bacteria; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


eae; Thermonema 
ref|NR_028829.1 
7 Acholeplasma 
eplasma. 

ref|NR_025166.1 
13 2232371 Persep 
lla. 
ref|NR_026242.1 
91 3393612 Bacter 
oides. 
ref|NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref |NR_028696.1 


Acholeplasma axanthum 


axanthum Bacteria; 


Persephonella 
honella guaymasensis 


Bacteroides caccae 
oOides caccae Bacteria; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


e; Lewinella. 
ref |NR_029180.1 
1 279763 Mycopl 


ref |NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref |NR_028720.1 
3 Chitinophaga 
Chitinophag 


ref |NR_025186.1 


Mycoplasma gateae 
asma gateae Bacteria; 


Agromyces hippuratus 

ces hippuratus Bacteria; 

eae; Agromyces. 
Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


ref |NR_025134.1 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025133.1 
2281465 228293 
e; Mycoplasma. 
ref|NR_024986.1 


Mycoplasma 
0 Mycoplasma 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


ref|NR_024983.1 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


ref|NR_026035.1 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


ref|NR_025988.1 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


219846393 


ref |NR_025984.1 


Mycoplasma alkalescens 


3757993 3759456 Mycoplasma alkalescens Bacteria; 


562080 Bacteria_16S 
strain LX 16S rib 


Tenericutes; Moll 


562080 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


3785927 3786034 2 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3857127 3857234 2 109 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


109 gi 


3785096 37865 


3856288 38577 


219846373 


219846324 


ref 


ref 


NR_025964. 


NR_025914. 


1 


1 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


562080 Bacteria_16S 12785 12891 3 109 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

562080 Bacteria_16S 239829 239933 3 109 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

562080 Bacteria_16S 267046 267151 3 109 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

562080 Bacteria_16S 750371 750463 3 97 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

562080 Bacteria_16S 1178242 1178348 3 109 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

562080 Bacteria_16S 3867772 3867854 6 88 gi|219846317|ref|NR_025907.1| Porphyromonas levii 
strain ATCC 29147 16S ribosomal RNA, partial sequence 3866893 3868368 Porphyromonas levii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

562080 Bacteria_16S 4188371 4188477 3 109 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 


strain P43/6/78 1 
Spirochaetes; Spi 


562080 Bacteria_16S 


strain SEBR 7054 
Thermotogae; Ther 


562080 Bacteria_16S 


selenitireducens 
selenitireducens 


562080 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


562080 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


562080 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 


562080 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


562080 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


562080 Bacteria_16S 


strain MXx9 16S ri 
Tenericutes; Moll 


562080 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


562080 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


562080 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


rochaetales; Brachyspiraceae; Brachysp 
247557 247665 3 £11 gi 


motogales; Thermotogaceae; Thermotoga. 
959671 959780 2 106 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
968837 968935 10 110 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 
1007248 1007327 31 111 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1105532 1105639 1 109 gi 
in A40 16S ribosomal RNA, partial sequ 
idetes; Bacteroidia; Bacteroidales; Ba 
274606 274713 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
288177 288284 2 109 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2198518 2198625 2 109 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2200017 2200124 2 109 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2203035 2203142 2 109 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2207560 2207667 2 109 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2209075 2209182 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212102 2212209 2 109 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


’ 


gi 


562080 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


2213602 2213709 2 109 gi 


6S ribosomal RNA, partial sequence 4187537 41889 


16S ribosomal RNA, partial sequence 246697 24821 


1006359 10077 


273748 27524 


2197691 21991 


2199190 22006 


2206719 22081 


2208244 22096 


2211275 22127 


ira. 
265678897 


265678405 
1 sequence 
llaceae; B 
265678398 
equence 

ae; Actino 


265678373 
265678305 
ence 11046 


cteroidace 
265678877 


265678868 


28734 


219857600 


219857599 


219857597 
equence 
lasmatacea 
219857594 


219857593 


219857591 


ref 


ref 


acil 
ref 


myce 


ref 


ref 


ae; 


ref 


ref 


ref 


ref 


ref 


e; M 


ref 


ref 


ref 


219857590 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


lus. 


tales; 


ycoplasma. 


ref 


NR_029205.1 
7 Thermotoga hypogea Bacteria; 


NR_028707.1 
958824 96027 


NR_028700.1 
967981 96947 
Stre 


NR_028675.1 
63 Bacillus mucilaginosus Bacteria; 


NR_028607.1 
72 1106166 Bacte 
Bacteroides. 
NR_029183.1 
6 Mycoplasma hyosynoviae Bacteria; 


NR_029174.1 
1 288773 Mycop 


NR_025188.1 
39 Mycoplasma oxoniensis Bacteria; 


NR_025187.1 
37 Mycoplasma mustelae Bacteria; 


NR_025185.1 
2202199 22036 


NR_025182.1 
93 Mycoplasma dispar Bacteria; 


NR_025181.1 
95 Mycoplasma cynos Bacteria; 


NR_025179.1 
23 Mycoplasma columborale Bacteria; 


NR_025178.1 
2212774 2214223 Mycoplasma citelli Bacteria; 


2 


7 
Pp 


r 


1 


6 


98 Brachyspira pilosicoli Bacteria; 


Thermotoga hypogea 
Bacillus 

Bacillus 

Kitasatospora 
Kitasatospora 
tomycineae; 

Bacillus mucilaginosus 
Bacteroides 

oides acidifaciens 
Mycoplasma hyosynoviae 
Mycoplasma felis 


asma felis Bacteria; 


Mycoplasma oxoniensis 


Mycoplasma mustelae 


Mycoplasma 


9 Mycoplasma 


Mycoplasma dispar 


Mycoplasma cynos 


Mycoplasma columborale 


Mycoplasma citelli 


CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTG 
GGCTTGACATGCACCGGATCGCCTCAGAGATGGGGTTTCCCTTGTGGCTGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTCCCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGTGGGTGGCGATACCGTGAGGTGGAGCGAATCCCTCAAAGCCGGTCTCAGTTC 
GGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCTTCGGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTACCGGAAGGTGCGGCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATG 
CAAGTCGAACGCTGAAGCCCAGCTTGCTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGTACTCTGGGATAAGCCTGGGAAACTGGG 
TCTAATACCGGATAGGACACACTGCCGCATGGTGGTGTGTGGAAAGCTCCGGCGGTACAGGTTGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTAC 
CAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCGCCAGGGACGAAGCGTAAGTGACGGTACCTGGAGAAGAAGC 
ACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCACGTCTGCCGTG 
AAAACCTGCGGCTTAACCGTGGGCGTGCGGTGGATACGGGCATCACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAG 
GAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGTTGGGCGCTAGGTGTGGGGCGCTGTTCACGTGTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGATCGCCTCAGAGATGGGGT 
TTCCCTTGTGGTCGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCATGTTGCCA 
GCGGGTAATGCCGGGGACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGC 
TACAATGGCTGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGA 
GTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGC 
CCAACCCGCTTGCGGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCATACTCTAGCTTGCTAGATGGGTGGCGAG 
TGGCGAACGGGTGAGTAACGCGTAGGAATATACCTTAAAGTGGGGGACAACTTGGGGAAACTCAAGCTAATACCGCATAGATCTCTGAGGAGAGAAGCTGGGGAC 
CTTCGGGCCTGGCGCTTTAAGATTAGCCTGCGTCCGATTGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGGCCAGCC 
ACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGG 
CCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAGGGTTGACAGGTTAAGAGCTGGTTGACTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTGATAAGTTATCTGTGAAAGCCCTGGGCTTAACCTGG 
GAACTGCAGATAAGACTGTTAGACTCGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGC 
GGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCAACTAGCTGTTGGT 
CTTATGAATGAGATTAGTGGCGCAGCAAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAACCTTTCAGAGATGAGAGGGTGCCTTCGGGAGCACTGATACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCCAGCGCGTAGAGGCGGGAACTCT 
AGGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGGCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGC 
AGCGAAGGGGCGACCTGGAGCCAATCTTTAAAAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAG 
CATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGTCTAACCTTAGGGGGGACGTTTAC 
CACGGTGTGATTCATGACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAACTACGTGCTCAGAACGAACGCTGGCGGCAGGCT 
TAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGCAAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCT 
AATACCGTATACGTCCTTAGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCATAG 
CTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAG 
CCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAG 
CCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGA 
ACTGCCTTTGATACTGGATATCTTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGG 
CTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCG 
GTTTACTGCTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAG 
GGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGC TACACACGTGCTACAATGGTGGTGACAGTGGGC 
AGCGAGACCGGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCA 
TGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAACTACGTGAGTTTGATCCTGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATG 
CAAGTCGAGCGCACTCCTTTGGAGTGAGCGGCAAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATACCGTA 
TACGTCCTTCGGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCATAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCG 
CGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTA 
ATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTT 
TGATACTGGATGTCTTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGG 
TCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTTTACTG 
CTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGC 
CGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGC TACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACC 
GCGAGGTCGAGCAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCANNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAACTACGTGGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCA 
CTCTTTTAGAGTGAGCGGCAAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATACCGTATACGTCCTTTTTG 
GAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAA 
GGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGC 
TAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGGATAT 
CTTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACG 
CTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTTTACTGCTCGGTGGCGCAC 
GTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCA 


562080 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


562080 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


562080 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


562080 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


562080 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


562080 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


562080 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


562080 Bacteria_16S 


columbinasale str 
columbinasale Bac 


562080 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


562080 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain B1/T1 16S 
Tenericutes; Moll 


562080 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


562080 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


562080 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


562080 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


562080 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


2216600 2216707 2 109 
ibosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
2279272 2279355 2 85 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2365452 2365559 2 109 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2366962 2367069 2 109 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2368474 2368581 2 109 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2369956 2370063 2 109 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371467 2371574 2 109 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2372976 2373083 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374482 2374589 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2375993 2376100 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377506 2377613 2 109 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379014 2379121 2 109 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2380520 2380627 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2479120 2479203 2 85 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480629 2480736 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483650 2483757 2 109 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486681 2486788 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488194 2488301 2 109 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489707 2489790 2 85 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491218 2491325 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3691738 3691845 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3751259 3751366 2 109 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3754299 3754406 2 109 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


219857588 


2215772 22172 


219857547 


2278443 22799 


219857483 


2364627 23660 


219857482 
quence 
lasmatacea 
219857481 
sequence 
lasmatacea 
219857480 


2369126 23705 


219857479 


2370638 23720 


219857478 


2372144 23736 


219857477 


2373653 23751 


219857476 


2375159 23766 


219857475 


2376676 23781 


219857474 

uence 

asmataceae 
219857473 


2379691 23811 


219857397 


2478295 24797 


219857396 


2479798 24812 


219857394 


2482825 24842 


219857392 


2485849 24873 


219857391 


2487368 24888 


219857390 


2488881 24903 


219857389 


2490394 24918 


219846443 


3690909 36923 


219846398 
quence 
asmataceae 
219846396 


3753459 37549 


562080 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


3755814 3755921 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


ref|NR_025135.1| Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 


ref|NR_025071.1| Mycoplasma elephantis 
86 Mycoplasma elephantis Bacteria; 
ref|NR_025070.1| Mycoplasma 
2366137 2367596 Mycoplasma 
e; Mycoplasma. 
ref|NR_025069.1| Mycoplasma 
2367647 2369075 Mycoplasma 
e; Mycoplasma. 
ref|NR_025068.1| Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1|] Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 
ref|NR_025062.1| Mycoplasma 

2378183 2379640 Mycoplasma 
; Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 
ref|NR_025989.1| Mycoplasma 


3750418 3751892 Mycoplasma 
; Mycoplasma. 
ref |NR_025987.1| Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


219846395 


ref|NR_025986.1| Mycoplasma bovirhinis 


3754983 3756434 Mycoplasma bovirhinis Bacteria; 


562080 Bacteria_16S 


strain UC/MF 16S 


Tenericutes; Moll 
562080 Bacteria_16S 
leopharyngis stra 
Teneric 
562080 Bacteria_16S 
leonicaptivi stra 
Teneric 
562080 Bacteria_16S 
strain PU 16S rib 
Tenericutes; Moll 
562080 Bacteria_16S 
strain DD 16S rib 
Tenericutes; Moll 
562080 Bacteria_16S 
strain BV1 16S ri 
Tenericutes; Moll 
562080 Bacteria_16S 
strain Ben 16S ri 
Tenericutes; Moll 
562080 Bacteria_16S 
californicum stra 
californicum Bact 
562080 Bacteria_16S 
strain PG14 16S r 
Tenericutes; Moll 
562080 Bacteria_16S 


Bacteria; 


Bacteria; 


strain FC 097-2 1 


Tenericutes; Moll 
562080 Bacteria_16S 
strain CH 16S rib 


Tenericutes; Moll 


562080 Bacteria_16S 
strain 19L 16S ri 


Tenericutes; Moll 


562080 Bacteria_16S 
strain PS-1 16S r 


Tenericutes; Moll 


strain AB1110 16S 
Proteobacteria; 


barnesii strain §S 
Bacteria; 


strain 486 16S ri 
Tenericutes; Moll 


562080 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


562080 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


562080 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


562080 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


G 
562080 Bacteria_16S 


Proteob 
562080 Bacteria_16S 


3784454 3784561 2 109 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3787412 3787519 2 109 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858613 3858720 2 109 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3884764 3884871 2 109 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
271663 27ITI2Z 2 111 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
300359 300466 2 109 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
803723 803830 2 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
985625 985734 2 111 gi 
6S ribosomal RNA, 


ue 


2210607 2210696 20 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3791917 3792026 2 111 gi 
bosomal RNA, partial sequence 


109 gi 


4107173 4107282 2 111 
ibosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2206074 2206154 29 109 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2790622 2790730 3 TL gi 


en 
co 


ogae; Thermotogales; Thermotogaceae; The 
3715754 3715862 2 109 gi 
bosomal RNA, complete sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


562080 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


562080 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycop 


562080 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


562080 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3757321 3757428 3 109 gi 


lasmataceae; Mycoplasma. 


en 
co 
219846372 
3786577 37880 


219846374 
ce 37836 


plasma. 


219846323 
3857775 38592 


219846306 
3883911 38853 


265678875 
276812 27827 


265678860 


nce 


smataceae; 
265678510 
802889 80433 


265678387 
complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
219857592 
2209746 22112 


219846369 
3791066 37925 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
219846148 
4106362 41078 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
562080 Bacteria_16S 


2203720 22051 


219857595 
ce 22052 


plasma. 


219857123 
6S ribosomal RNA, partial sequence 2789778 27912 


rmotoga. 


219846426 
3714904 37163 


2214274 22157 


219846394 
3756485 3757942 Mycop 


3779954 3780061 2 109 gi|219846377|ref|NR_025968.1| Mycoplasma sturni 
ribosomal RNA, partial sequence 3779118 3780543 Mycoplasma sturni Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3782973 3783080 2 109 gi|219846375|ref|NR_025966.1| Mycoplasma 
in LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycoplasma leopharyngis 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_025965.1 
21 3785045 Mycopl 


Mycoplasma 
asma leonicaptivi 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


ref|NR_025913.1| Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 
ref|NR_025896.1| Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 


ref|NR_029166.1| Mycoplasma 
299496 300945 Mycoplasma 

Mycoplasma. 

ref|NR_028813.1| Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


ref|NR_028689.1 
5 Acholeplasma 
eplasma. 
ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


Acholeplasma vituli 
vituli Bacteria; 


ref|NR_025960.1 
55 Acholeplasma 
eplasma. 
ref|NR_025738.1 
18 Acholeplasma 
eplasma. 


Acholeplasma oculi 
oculi Bacteria; 


Acholeplasma pleciae 
pleciae Bacteria; 


751746 751840 3 99 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
980945 981048 3 109 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
ES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 
2204575 2204655 29 109 gi|219857596|ref|NR_025184.1| Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


ref |NR_025183.1 
20 2206668 Mycopl 


Mycoplasma 
asma gallopavonis 


ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


2072581 2072664 6 88 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
2215127 2215206 29 108 gi|219857589|ref|NR_025177.1| Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma alvi strain 
ria; Tenericutes; 


ref|NR_025985.1 
lasma alvi Bacte 


2474657 2474743 3 89 gi|219857400|ref|NR_024988.1| Mycoplasma 
ain 117C 16S ribosomal RNA, partial sequence 2473825 2475268 Mycoplasma 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2476152 2476238 3 89 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2475319 2476773 Mycoplasma fastidiosum Bacteria; 


562080 Bacteria_16S 
strain ATCC 33530 
Bacteria; Teneric 
562080 Bacteria_16S 


3519715 3519821 4 109 gi 
16S ribosomal RNA, partial sequence 


286696 286801 5 109 
strain 01008 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
562080 Bacteria_16S 319992 320101 2 111 gi 
strain J233 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
562080 Bacteria_16S 
strain LMG 3475 1 
Proteobacteria; B 
562080 Bacteria_16S 


gi 


1725424 17255315 109 gi 


2389699 2389787 3 90 

strain IL371 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
562080 Bacteria_16S 301862 301969 3 109 gi 
strain 70-159 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
562080 Bacteria_16S 3860119 3860209 20 109 gi 
strain 4229 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
562080 Bacteria_16S 1122302 11223745 76 gi 
serovar 3 str. AT 
serovar 3 str. ATCC 27815 Bacteria; 
562080 Bacteria_16S 3700725 3700797 5 76 
strain D6-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
562080 Bacteria_16S 3909357 3909429 5 76 gi 
strain A417 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
562080 Bacteria_16S 3790377 3790444 2 69 gi 
strain PG8 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
562080 Bacteria_16S 
phenolica strain 

Bacteria; Proteob 
Pseudoalteromonas. 

562080 Bacteria_16S 


gi 


gi 


809819 809915 3 105 gi 


3907857 3907905 29 76 
strain FT2-B 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
562080 Bacteria_16S 3910910 3910958 29 76 gi 
canigenitalium strain D6P-C 16S ribosomal RNA, partial 


gi 


canigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 


562080 Fungi_16S 
strain IFM 100 
Actinobacteria; 
562080 Fungi_16S 
strain IFM 078 
Actinobacteria; 
562080 Fungi_16S 
strain IFM 057 
Actinobacteria; 
562080 Fungi_16S 
strain IFM 100 
Actinobacteria; 
562080 Fungi_16S 
strain YZ-96 1 
Actinobacteria; 
562080 Fungi_16S 


847 953 3 109 gi 
35 16S ribosomal RNA, partial sequence 1 


2356 2462 3 109 gi 


3894 4000 3 109 gi 


5454 5560 3 109 gi 


7010 7116 3 109 
6S ribosomal RNA, partial sequence 


gi 


8512 8618 3 109 gi 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


562080 Fungi_16S 9998 10104 3 109 


gi 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


562080 Fungi_16S 11479 11585 3 109 gi 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Nocardia. 
562080 Archaea_16S 827 910 3 85 gi 
zilligii strain Kl 16S ribosomal RNA, partial sequence 


Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; 


utes; Mollicutes; Mycoplasmataceae; My 


CC 27815 16S ribosomal RNA, partial se 
Tenericutes; Mollic 


O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


Actinobacteridae; Actinomycetales; Cory 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


6163 
Actinobacteridae; Actinomycetales; Cory 


219846563 
35188 
coplasma. 
265678869 


285875 28729 


265678847 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


219878391 


6S ribosomal RNA, partial sequence 1724592 17259 
etaproteobacteria; Burkholderiales; Co: 


mamonadace 
219857467 


2388858 23902 


265678859 


300996 30245 


219846322 


3859256 38606 


228715451 
quence 

utes; Myco 
219846436 


3699882 37013 


219846288 


3908492 39099 


219846370 


3789540 37910 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678506 
ence 80896 
nadales; P 


219846289 


3906969 39084 


219846287 
sequence 
lasmatacea 
265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


265679008 
1 


ref|NR_026155.1 
49 3520338 Mycopl 


Mycoplasma genitalium 
asma genitalium 


ref|NR_029175.1| Mycoplasma testudinis 
0 Mycoplasma testudinis Bacteria; 


ref|NR_029152.1| Acholeplasma palmae 
0 Acholeplasma palmae Bacteria; 
eplasma. 
ref|NR_025530.1| Comamonas kerstersii 
36 Comamonas kerstersii Bacteria; 
ae; Comamonas. 
ref|NR_025055.1| Mycoplasma microti 
92 Mycoplasma microti Bacteria; 


ref|NR_029165.1| Mycoplasma pirum 
2 Mycoplasma pirum Bacteria; 


ref|NR_025912.1| Mycoplasma imitans 
94 Mycoplasma imitans Bacteria; 


ref|NR_027532.1 

1121455 112289 
plasmataceae; Ureaplasma. 
ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


Ureaplasma parvum 
3 Ureaplasma parvum 


ref|NR_025878.1| Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 


ref|NR_025961.1 
15 Acholeplasma 
eplasma. 

ref |NR_028809.1 
8 810417 Pseudo 
seudoalteromonad 


Acholeplasma laidlawii 
laidlawii Bacteria; 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


ref|NR_025879.1| Ureaplasma felinum 
41 Ureaplasma felinum Bacteria; 


ref|NR_025877.1 
3910020 391149 

e; Ureaplasma. 

ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref |NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

mycetales; Corynebacterineae; 


Ureaplasma 
9 Ureaplasma 


n 


ref|NR_029316.1] Sulfophobococcus 
1463 Sulfophobococcus zilligii 
Sulfophobococcus. 


562080 Archaea_16S 208134 208216 3 85 gi|219857171|ref|NR_024799.1| Caldisphaera 
lagunensis strain IC-154 16S ribosomal RNA, partial sequence 207306 208771 Caldisphaera 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldisphaerales; Caldisphaeraceae; Caldisphaera. 
562080 Archaea_16S 2327 2377 3 53 gi|265678992|ref|NR_029300.1| Metallosphaera prunae 
strain Ronl2/II 16S ribosomal RNA, partial sequence 1513 2932 Metallosphaera prunae Archaea; 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallosphaera. 

562080 Archaea_16S 3838 3888 3 53 gi|265678906|ref|NR_029214.1| Thermofilum pendens 
strain Hvv3, DSM 2475 16S ribosomal RNA, partial sequence 2983 4491 Thermofilum pendens Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermofilaceae; Thermofilum. 

562080 Archaea_16S 8233 8283 3 53 gi|265678835|ref|NR_029140.1| Methanococcus aeolicus 
strain Nankai-3 16S ribosomal RNA, partial sequence 7439 8832 Methanococcus aeolicus Archaea; 
Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 

562080 Archaea_16S 9724 9774 3 53 gi| 265678822 |ref|NR_029127.1| Sulfolobus 
solfataricus strain IFO 15331 16S ribosomal RNA, partial sequence 8883 10377 Sulfolobus 
solfataricus Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

562080 Archaea_16S 15612 15662 3 53 gi|265678754|ref|NR_029059.1| Palaeococcus 
helgesonii strain PI1 16S ribosomal RNA, partial sequence 14826 16263 Palaeococcus helgesonii 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

562080 Archaea_16S 17143 17193 S) 53 gi|265678750|ref|NR_029055.1| Thermococcus aegaeus 
strain P5 16S ribosomal RNA, partial sequence 16314 17766 Thermococcus aegaeus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 18639 18689 3 53 gi| 265678749 |ref|NR_029054.1| Pyrococcus horikoshii 
strain JA-1 16S ribosomal RNA, partial sequence 17817 19270 Pyrococcus horikoshii Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 

562080 Archaea_16S 20100 20150 3 53 gi|265678748|ref|NR_029053.1| Pyrococcus glycovorans 
strain AL585 16S ribosomal RNA, partial sequence 19321 20728 Pyrococcus glycovorans Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 

562080 Archaea_16S 23058 23108 3 53 gi|265678632|ref|NR_028937.1| Archaeoglobus 
profundus strain AV18 16S ribosomal RNA, partial sequence 22211 23710 Archaeoglobus profundus 
Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

562080 Archaea_16S 24534 24584 3 53 gi|265678616|ref|NR_028921.1| Pyrobaculum 
arsenaticum strain PZ6 16S ribosomal RNA, partial sequence 23761 25140 Pyrobaculum arsenaticum 
Archaea; Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Pyrobaculum. 

562080 Archaea_16S 26005 26055 3 53 gi|265678611|ref|NR_028916.1| Ignicoccus pacificus 
strain LPC33 16S ribosomal RNA, partial sequence 25191 26521 Ignicoccus pacificus Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Ignicoccus. 

562080 Archaea_16S 27416 27466 3 53 gi|265678572|ref|NR_028877.1| Staphylothermus 
hellenicus strain P8 16S ribosomal RNA, partial sequence 26572 27943 Staphylothermus hellenicus 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Staphylothermus. 

562080 Archaea_16S 28799 28849 3 53 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 
indicus strain SL43 16S ribosomal RNA, partial sequence 27994 29402 Methanocaldococcus indicus 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 
562080 Archaea_16S 30248 30298 3 53 gi| 265678552 |ref|NR_028856.1| Methanoculleus 
submarinus strain Nankai-1 16S ribosomal RNA, partial sequence 29453 30847 Methanoculleus 
submarinus Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; 
Methanoculleus. 

562080 Archaea_16S 34629 34679 3 53 gi|265678399|ref|NR_028701.1| Methanocaldococcus 
vulcanius strain M7 16S ribosomal RNA, partial sequence 33808 35231 Methanocaldococcus vulcanius 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 
562080 Archaea_16S 36090 36140 3 53 gi|265678344|ref|NR_028646.1| Methanotorris 
formicicus strain Mc-S-70 16S ribosomal RNA, partial sequence 35282 36655 Methanotorris 
formicicus Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanotorris. 
562080 Archaea_16S 37530 37580 3 53 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 
strain IC-059 16S ribosomal RNA, partial sequence 36706 38182 Vulcanisaeta souniana Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Vulcanisaeta. 

562080 Archaea_16S 39075 39125 3 53 gi| 265678307 |ref|NR_028609.1| Sulfolobus tokodaii 
strain 7 16S ribosomal RNA, partial sequence 38233 39727 Sulfolobus tokodaii Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

562080 Archaea_16S 55645 55695 3 53 gi|254971238|ref|NR_028156.1| Methanoculleus 
thermophilus CR-1 16S ribosomal RNA, partial sequence 54850 56280 Methanoculleus thermophilus 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 
562080 Archaea_16S 58642 58692 3 53 gi|254971336|ref|NR_028254.1| Methanofollis 
liminatans GKZPZ 16S ribosomal RNA, partial sequence 57845 59274  Methanofollis liminatans Archaea; 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanofollis. 

562080 Archaea_16S 63136 63186 3 53 gi|254971333|ref|NR_028251.1| Thermococcus 
guaymasensis TYS 16S ribosomal RNA, partial sequence 62331 63629 Thermococcus guaymasensis Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 70484 70534 3 53 gi|254971328|ref|NR_028246.1| Acidianus brierleyi 
DSM 1651 16S ribosomal RNA, partial sequence 69647 71106 Acidianus brierleyi Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

562080 Archaea_16S T7997 78047 3 53 gi|254971322|ref|NR_028240.1| Methanoplanus 
petrolearius SEBR 4847 16S ribosomal RNA, partial sequence 77203 78631 Methanoplanus petrolearius 


Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoplanus. 


562080 Archaea_16S 79508 79558 3 53 gi|254971321|ref|NR_028239.1| Thermococcus zilligii 
AN1 16S ribosomal RNA, partial sequence 78682 80132 Thermococcus zilligii Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 97483 97533 3 53 gi|254971307|ref|NR_028225.1| Methanogenium marinum 
AK-1 16S ribosomal RNA, partial sequence 96669 98104 Methanogenium marinum Archaea; Euryarchaeota; 
Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanogenium. 

562080 Archaea_16S 102014 102064 3 53 gi|254971304|ref|NR_028222.1| Metallosphaera 
hakonensis H01-1 16S ribosomal RNA, partial sequence 101190 102650 Metallosphaera hakonensis Archaea; 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallosphaera. 

562080 Archaea_16S 111119 111169 3 53 gi|254971298|ref|NR_028216.1| Thermococcus 
kodakarensis KOD1 16S ribosomal RNA, partial sequence 110290 111787 Thermococcus kodakarensis KOD1 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 129200 129250 3 53 gi|254971279|ref|NR_028197.1| Thermococcus 
waiotapuensis WTl 16S ribosomal RNA, partial sequence 128387 129829 Thermococcus waiotapuensis 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 130688 130738 3 53 gi|254971278|ref|NR_028196.1| Thermococcus stetteri 
K-3 16S ribosomal RNA, partial sequence 129880 131321 Thermococcus stetteri Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 132181 132231 3 53 gi|254971277|ref|NR_028195.1| Thermococcus siculi 
RG-20 16S ribosomal RNA, partial sequence 131372 132813 Thermococcus siculi Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 133678 133728 3 53 gi|254971276|ref|NR_028194.1| Thermococcus profundus 
DT5432 16S ribosomal RNA, partial sequence 132864 134310 Thermococcus profundus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 135172 135222 3 53 gi|254971275|ref|NR_028193.1| Thermococcus 
peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 134361 135805 Thermococcus peptonophilus JCM 
9653 Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 136663 136713 3 53 gi|254971274|ref|NR_028192.1| Thermococcus pacificus 
P-4 16S ribosomal RNA, partial sequence 135856 137291 Thermococcus pacificus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 138154 138204 3 53 gi|254971273|ref|NR_028191.1| Thermococcus 
gorgonarius W-12 16S ribosomal RNA, partial sequence 137342 138786 Thermococcus gorgonarius Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 156040 156090 3 53 gi|254971261|ref|NR_028179.1| Thermococcus 
thioreducens OGL-20P 16S ribosomal RNA, partial sequence 155248 156699 Thermococcus thioreducens 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 178431 178481 3 53 gi|254971245|ref|NR_028163.1| Methanolinea tarda 
NOBI-1 16S ribosomal RNA, partial sequence 177617 179049 Methanolinea tarda Archaea; Euryarchaeota; 
Methanomicrobia; Methanomicrobiales; Genera incertae sedis; Methanolinea. 

562080 Archaea_16S 188895 188945 3 53 gi|254971237|ref|NR_028155.1| Methanothermococcus 
okinawensis IH1 16S ribosomal RNA, partial sequence 188085 189476 Methanothermococcus okinawensis 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanothermococcus. 

562080 Archaea_16S 190340 190390 3 53 gi|254971236|ref|NR_028154.1| Thermococcus 
acidaminovorans AEDII10 16S ribosomal RNA, partial sequence 189527 190952 Thermococcus acidaminovorans 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

562080 Archaea_16S 193282 193332 3 53 gi|254971234|ref|NR_028152.1| Methanoculleus 
chikugoensis MG62 16S ribosomal RNA, partial sequence 192488 193917 Methanoculleus chikugoensis 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 

562080 Archaea_16S 197783 197833 3 53 gi|254971231|ref|NR_028149.1| Palaeococcus 
ferrophilus DMJ 16S ribosomal RNA, partial sequence 196978 198386 Palaeococcus ferrophilus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

562080 Archaea_16S 199249 199299 3 53 gi|254971230|ref|NR_028148.1| Methanocalculus strain 


MHT-1 16S riboso 


halotolerans str 
halotolerans Arc 
Methanocalculus. 


562080 Archaea_16S 


vannielii strain 
Archaea; Euryarc 


562080 Archaea_16S 


strain PL-19 16S 
Crenarchaeota; T 


562080 Archaea_16S 


labreanum strain 
Archaea; Euryarc 


562080 Archaea_16S 


strain Kin4-I 16 
Crenarchaeota; T 


562080 Archaea_16S 


mal RNA, partial sequence 


ribosomal RNA, complete sequence 
hermoprotei; Desulfurococcales; Pyrodic 
14168 14215 6 53 gi 
Z 16S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanomicrobi 
21617 21667 3 53 gi 
S ribosomal RNA, partial sequence 


hermoprotei; Desulfurococcales; Desulfu 


20779 


198437 199866 Metha 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Gen 
562080 Archaea_16S 


era incert 

206620 206670 3 53 gi| 219857242 

ain SEBR 4845 16S ribosomal RNA, partial sequence 
haea; Euryarchaeota; Methanomicrobia; Methanomicr 
212623 212673 3 53 gi|219846128 

SB 16S ribosomal RNA, partial sequence 21188 

haeota; Methanococci; Methanococcales; Methanococ 
211183 211232 3 52 gi| 219846343 


210342 21183 


tiaceae; P 
265678781 

13367 
ales; Meth 
265678650 
22160 
rococcacea 


163576 163623 6 53 gi 


nocalculus pumil 
ae sedis; Methan 
ref |NR_024870.1 

205812 207255 


obiales; Genera 


ref|NR_025718.1 
9 213145 Methan 
caceae; Methanoc 
ref|NR_025933.1 


yrodictium. 
ref|NR_029086.1 

14775 Methan 
anocorpusculacea 
ref |NR_028955.1 


e; Ignicoccus. 


254971256 


us Archaea; 
ocalculus. 
Methanocalculus 
Methanocalculus 
incertae sedis; 


Methanococcus 
ococcus vannielii 
occus. 

Pyrodictium occultum 


8 Pyrodictium occultum Archaea; 


Methanocorpusculum 

ocorpusculum labreanum 
e; Methanocorpusculum. 
Ignicoccus hospitalis 


Ignicoccus hospitalis Archaea; 


ref |NR_028174.1 


Methanomethylovorans 


hollandica DMS1 16S ribosomal RNA, partial sequence 162778 164226 Methanomethylovorans hollandica 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanomethylovorans. 


562080 Archaea_16S 31730 31780 3 53 gi| 265678527 |ref|NR_028831.1| Archaeoglobus 
veneficus strain SNP 6 16S ribosomal RNA, partial sequence 30898 32348 Archaeoglobus veneficus 
Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

562080 Archaea_16S 33224 33274 3 53 gi|265678476|ref|NR_028779.1| Methanobrevibacter 
acididurans strain ATM 16S ribosomal RNA, partial sequence 32399 33757 Methanobrevibacter acididurans 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobrevibacter. 
562080 Archaea_16S 51161 51211 3 53 gi|254971284|ref|NR_028202.1| Methanobacterium 
beijingense 8-2 16S ribosomal RNA, partial sequence 50371 51786 Methanobacterium beijingense Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

562080 Archaea_16S 60122 60172 3 53 gi|254971335|ref|NR_028253.1| Methanoculleus 
palmolei DSM 4273 16S ribosomal RNA, partial sequence 59325 60755 Methanoculleus palmolei 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 

562080 Archaea_16S 64470 64520 3 53 gi|254971332|ref|NR_028250.1| Methanothermobacter 
thermophilus M 16S ribosomal RNA, partial sequence 63680 65111 Methanothermobacter thermophilus 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 
562080 Archaea_16S 65969 66019 3 53 gi|254971331|ref|NR_028249.1| Methanothermobacter 
thermoflexus IDZ 16S ribosomal RNA, partial sequence 65162 66615 Methanothermobacter thermoflexus 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 
562080 Archaea_16S 67480 67530 3 53 gi|254971330|ref|NR_028248.1| Methanothermobacter 
defluvii ADZ 16S ribosomal RNA, partial sequence 66666 68110 Methanothermobacter defluvii Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 

562080 Archaea_16S 68950 69000 3 53 gi|254971329|ref|NR_028247.1| Methanobacterium 
subterraneum A8p 16S ribosomal RNA, partial sequence 68161 69596 Methanobacterium subterraneum 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 
562080 Archaea_16S 76498 76548 3 53 gi|254971323|ref|NR_028241.1| Methanothermobacter 
thermautotrophicus Marburg 16S ribosomal RNA, partial sequence 75671 77152 Methanothermobacter 
thermautotrophicus Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; 
Methanothermobacter. 

562080 Archaea_16S 83943 83993 e) 53 gi|254971318|ref|NR_028236.1| Methanosphaera 
stadtmanae DSM 3091 16S ribosomal RNA, partial sequence 83122 84546 Methanosphaera stadtmanae 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanosphaera. 

562080 Archaea_16S 92950 93000 3 53 gi|254971310|ref|NR_028228.1| Methanobacterium 
alcaliphilum WeN4 16S ribosomal RNA, partial sequence 92166 93578 Methanobacterium alcaliphilum 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 
562080 Archaea_16S 162072 162122 3 53 gi|254971257|ref|NR_028175.1| Methanobacterium 
congolense C 16S ribosomal RNA, partial sequence 161275 162727 Methanobacterium congolense Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

562080 Archaea_16S 168068 168118 3 53 gi|254971253|ref|NR_028171.1| Methanobacterium 
oryzae FPi 16S ribosomal RNA, partial sequence 167250 168695 Methanobacterium oryzae Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

562080 Archaea_16S 175457 175507 3 53 gi|254971248|ref|NR_028166.1| Archaeoglobus infectus 
Arc51 16S ribosomal RNA, partial sequence 174670 176081 Archaeoglobus infectus Archaea; 
Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

562080 Archaea_16S 205168 205218 3 53 gi|219857440|ref|NR_025028.1| Methanobacterium 
formicicum strain DSMZ1535 16S ribosomal RNA, partial sequence 204386 205761 Methanobacterium 
formicicum Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; 
Methanobacterium. 

562080 Archaea_16S 85423 85468 8 53 gi|254971317|ref|NR_028235.1| Thermoplasma 
acidophilum 122-1B2 16S ribosomal RNA, partial sequence 84597 86067 Thermoplasma acidophilum 
Archaea; Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

562080 Archaea_16S 147024 147069 8 53 gi|254971267|ref|NR_028185.1| Thermoplasma volcanium 
GSS1 16S ribosomal RNA, partial sequence 146236 147646 Thermoplasma volcanium Archaea; 
Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

562080 Archaea_16S 12727 12774 6 53 gi| 265678817 |ref|NR_029122.1| Methanococcoides 
alaskense strain AK-5 16S ribosomal RNA, partial sequence 11948 13316 Methanococcoides alaskense 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanococcoides. 

562080 Archaea_16S 74970 75017 6 53 gi|254971324|ref|NR_028242.1| Methanosaeta concilii 
Opfikon 16S ribosomal RNA, partial sequence 74149 75620  Methanosaeta concilii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 

562080 Archaea_16S 81006 81053 6 53 gi|254971320|ref|NR_028238.1| Methanolobus taylorii 
GS-16 16S ribosomal RNA, partial sequence 80183 81601 Methanolobus taylorii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanolobus. 

562080 Archaea_16S 82475 82522 6 53 gi|254971319|ref|NR_028237.1| Methanolobus 
oregonensis WAL1 16S ribosomal RNA, partial sequence 81652 83071 Methanolobus oregonensis Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanolobus. 

562080 Archaea_16S 151501 151548 6 53 gi|254971264|ref|NR_028182.1| Methanosarcina 
semesiae MD1 16S ribosomal RNA, partial sequence 150703 152151 Methanosarcina semesiae Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanosarcina. 

562080 Archaea_16S 187434 187481 6 53 gi|254971239|ref|NR_028157.1| Methanosaeta 


thermophila PT 1 


6S ribosomal RNA, partial sequence 


186632 188034 Methanosaeta thermophila PT Archaea; 


Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 
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Euryarchaeota; M 


6 
e 
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Proteobacteria; A 


569056 Bacteria_16S 
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S ribosomal RNA, partial sequence 
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71981 72031 3 53 gi 
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folobales; Sulfolobaceae; Acidianus. 
103525 103575 3 53 gi 
mal RNA, partial sequence 
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148493 148540 6 53 gi 
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gi 
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3311719 3311808 1 86 gi 
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; Methanosa 


ambivalens 


rcinaceae; 


Acidi 
idianus. 
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eae; 


Sphing 


ales; Sphin 


eae; Sphing 
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NR_025303.1 
5 Methanosarcina barkeri Archaea; 
ceae; 
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xr 
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bium. 
Novosphingobium 

2 Novosphingobium 

Sphingomonadaceae; 


fe} 


9 

S; 
Sphingomonas mali 
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834947 
Sphingomona 


ref |NR_028626.1 
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ref |NR_029330.1 


hizo 
ref 


bium/Agrobac 
NR_029195.1 


hizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
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rospirillum impatiens 
aceae; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Aminobacter 

4 Aminobacter 
cteriaceae; Aminobacter. 
Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


ref|NR_025576.1 
1655822 165727 


Ochrobactrum 
4 Ochrobactrum 


569056 Bacteria_16S 


strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


569056 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


569056 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
569056 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


569056 Bacteria_16S 


strain ORS 992 16 


strain DSM 11603 


S ribosomal RNA, partial sequence 


3105797 3105874 12 86 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


569056 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


aggregatus strain 
aggregatus Bacter 


strain LMG 7837 1 


Sinorhizobium. 


569056 Bacteria_16S 


strain USDA 1844 


strain H152 16S r 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


569056 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


569056 Bacteria_16S 


strain gal 1261 1 
Proteobacteria; A 


569056 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


569056 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


569056 Bacteria_16S 


strain HTCC2506 1 
Proteobacteria; A 


569056 Bacteria_16S 


strain SCII24 16S 
Proteobacteria; A 


569056 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


569056 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


3577070 3577147 12 
216 16S ribosomal RNA, 


86 gi 


3578534 3578611 12 86 gi 
IFAM 1003 16S ribosomal RNA, partial 
3603169 3603246 12 


86 gi 


3645417 3645494 12 86 gi 


3656070 3656147 12 86 
ibosomal RNA, partial sequence 


gi 


3965521 3965598 12 86 gi 
GIFU 11526 16S ribosomal RNA, partial 


ia; Proteobacteria; Alphaproteobacteri 
3974364 3974441 12 86 gi 
IAM 14222 16S ribosomal RNA, complete 


ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3979934 3980011 12 86 gi 
lphaproteobacteria; Rhizobiales; Rhizo 
3994820 3994897 12 86 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

3997805 3997882 12 86 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
438669 438746 12 86 gi 
lphaproteobacteria; Rhizobiales; Auran 
677701 677778 12 86 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
833641 833718 12 86 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


1141272 1141349 12 86 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


569056 Bacteria_16S 


3075492 30769 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
569056 Bacteria_16S 
16S ribosomal RNA, partial sequence 3105629 31070 


complete seque 
acteria; Alphaproteobacteria; Rhizobia 
569056 Bacteria_16S 


ia; Proteobacteria; Alphaproteobacteri 
569056 Bacteria_16S 
6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
569056 Bacteria_16S 
3655877 36573 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
569056 Bacteria_16S 


6S ribosomal RNA, partial sequence 3979744 39812 


3994645 39960 


6S ribosomal RNA, partial sequence 438478 43991 


677507 67890 


biaceae; 
219846851 


obacteriac 
219846524 
nce 35769 
les; Brady 
219846523 
sequence 

a; Rhizobi 
219846504 
bi 


aceae; S 


219846474 


biaceae; R 
219846467 


biaceae; R 
219846248 
sequence 
a; Sphingo: 


219846242 
sequence 
a; Rhizobi 


219846238 


biaceae; R 
219846228 


Erythrobac 
219846226 
quence 

ia; Sphing 


265678762 


timonadace 
265678597 


llaceae; O 
265678490 
ial sequen 
cteria; Sp 


253680762 
quence 


eria; Sphi 


1232025 1232102 12 86 gi 


R 


hizobium/Agrobac 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref |NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 
ref|NR_026066.1 
hizo 
ref 


bium/Agrobac 
NR_026059.1 


hizobium/Agrobac 
ref |NR_025838.1 

3965346 396678 
monadales; Sphin 


ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


ref |NR_025828.1 
hizobium/Agrobac 
ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025816.1 

3997630 399906 
omonadales; Eryt 


ref |NR_029067.1 
ae; Fulvimarina. 
ref|NR_028902.1 
4 Ochrobactrum 
chrobactrum. 

ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


219878271 


schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


2244751 2244828 12 86 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
2 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
acteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
2457439 2457516 12 86 gi|219857411|ref|NR_024999.1| Sphingopyxis 
n JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
ria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
2964962 2965039 12 86 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
bosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 
2993905 2993982 12 86 gi|219846927|ref|NR_026519.1| Agrobacterium 
n AF3.10 16S ribosomal RNA, partial sequence 2993732 2995168 Agrobacterium 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
terium group; Agrobacterium. 
3075665 3075742 12 86 gi|219846871|ref|NR_026463.1| Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Aquamicrobium defluvii 

defluvii Bacteria; 

um. 

Blastobacter 

bacter capsulatus 

astobacter. 
Blastobacter 

9 Blastobacter 

biaceae; Blastobacter. 
Sinorhizobium saheli 

saheli Bacteria; 

ifer group; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Novosphingobium 

8 Novosphingobium 
gomonadaceae; 


Agrobacterium 
6 Agrobacterium 


ae; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Porphyrobacter 

9 Porphyrobacter 
hrobacteraceae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Ochrobactrum tritici 


tritici Bacteria; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


ref |NR_025410.1 
1231844 123328 


Bartonella 
9 Bartonella 


569056 Bacteria_16S 
strain SA35 16S r 


569056 Bacteria_16S 
lusatiensis strai 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
1569191 1569268 12 86 gi| 219878173 
n S1 16S ribosomal RNA, partial sequence 15690 


Bacteria; 


Bacteria; 


strain IBS 193 16 


Bacteria; 


strain 301 16S ribosomal RNA, partial sequence 3308619 33100 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
569056 Bacteria_16S 3683494 3683571 12 86 gi|219846448 


strain CNS 2-75 1 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


569056 Bacteria_16S 


strain A828 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
569056 Bacteria_16S 1144336 1144415 19 94 gi| 253680760 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pse 
Pseudomonas. 

569056 Bacteria_16S 1502877 1502952 12 84 gi|219846475 


strain USDA 9030 


strain ALC-2 16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


569056 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


569056 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


569056 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


569056 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


569056 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


569056 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


Proteob 
569056 Bacteria_16S 
strain 7d 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
569056 Bacteria_16S 
aminoxidans strai 
Proteob 
569056 Bacteria_16S 
strain 91-4 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
569056 Bacteria_16S 


1492464 1492541 12 86 
ibosomal RNA, partial sequence 


gi 


acteria; Alphaproteobacteria; Rhizobia 
2220534 2220611 12 86 gi 
osomal RNA, partial sequence 


2221943 2222020 12 86 gi 
n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
2295207 2295284 12 86 gi 
ibosomal RNA, partial sequence 


ne 


2296673 2296750 12 86 
S ribosomal RNA, partial sequence 


gi 


3307323 3307400 12 86 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3308785 3308862 12 86 gi 


11 
4000727 4000804 12 86 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


ue 
a; 


4108029 4108106 12 86 
ibosomal RNA, partial sequence 


gi 


bi 
2150894 2150972 12 86 
ribosomal RNA, partial sequence 


gi 


Er 
381498 381568 19 86 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


se 
ct 


615443 615522 19 94 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
753916 753986 19 86 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
1292123 1292193 19 86 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


gi 
on 


en 
ct 


eae 
ot 


1465142 1465212 19 86 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1578323 1578402 19 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2302639 2302709 19 86 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


gi 


Oc 


se 


en 
na 


569056 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


569056 Bacteria_16S 


3428506 3428585 19 94 gi 

16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
3562063 3562142 19 94 


She 


gi 


219846714 
1492298 14937 


le 
219857585 
2220358 22217 
ob 
219857584 


le 
219857533 
2295034 22964 
ne 
219857532 
2296489 22979 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
569056 Bacteria_16S 
autotrophicus str 
Proteob 
569056 Bacteria_16S 


ne 
219846716 
en 
le 
219846715 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


569056 Bacteria_16S 219846224 


219846146 
4107869 41092 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
569056 Bacteria_16S 219857634 
2150729 21521 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


569056 Bacteria_16S 265678800 


265678641 
615203 61674 


265678543 


228716433 


224581409 
1464924 14664 


219846381 
1578118 15795 
219857528 


219846625 


219846534 


s; Phyll 


acterace 


22217 
Xanth 


Ss 
S; 


llaceae; 


llaceae; 


ce 33071 
s; Xanth 


aceae; O 


nce 
Sphingo 


aceae; R 


ythrobac 


quence 


eria; Rh 


aceae; V 


ce 75371 
eriales; 


al seque 
eobacter 


yclaceae 


udomonad 


ce 23024 
dales; A 


34282 
wanellac 


ref|NR_026306.1| Xanthobacter agilis 
11 Xanthobacter agilis Bacteria; 

ae; Xanthobacter. 

ref|NR_025312.1| Defluvibacter 

18 1570426 Defluvibacter lusatiensis 
obacteriaceae; Defluvibacter. 
ref|NR_025173.1| Xanthobacter viscosus 
41 Xanthobacter viscosus Bacteria; 
ae; Xanthobacter. 

ref|NR_025172.1] Xanthobacter 

92 2223169 Xanthobacter aminoxidans 
obacteraceae; Xanthobacter. 
ref|NR_025121.1| Bartonella bovis 

38 Bartonella bovis Bacteria; 
Bartonella. 

ref|NR_025120.1| Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Bartonella. 

ref|NR_026308.1] Xanthobacter 

57 3308568 Xanthobacter autotrophicus 
obacteraceae; Xanthobacter. 
ref|NR_026307.1| Xanthobacter flavus 
30 Xanthobacter flavus Bacteria; 

ae; Xanthobacter. 

ref|NR_026039.1| Ochrobactrum anthropi 


56 Ochrobactrum anthropi Bacteria; 

chrobactrum. 

ref |NR_025814.1 
4000552 400199 

monadales; Sphin 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


ref|NR_025736.1| Bartonella chomelii 
43 Bartonella chomelii Bacteria; 
Bartonella. 
ref|NR_028008.1 
1144133 114556 
udomonadales; Ps 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


ref|NR_026067.1| Rhizobium tropici 
57 Rhizobium tropici Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025223.1| Porphyrobacter cryptus 
42 Porphyrobacter cryptus Bacteria; 
teraceae; Porphyrobacter. 
ref|NR_029105.1| Parvibaculum 

381306 382756 Parvibaculum 
izobiales; Phyllobacteriaceae; 


ref|NR_028946.1| Vibrio agarivorans 
4 Vibrio agarivorans Bacteria; 

ibrio. 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Marinobacter 

4 1293412 Marinobacter 
les; Alteromonadaceae; 


ref|NR_027190.1| Azoarcus buckelii 
33 Azoarcus buckelii Bacteria; 

; Azoarcus. 
ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025116.1| Marinobacter 

04 2303932 Marinobacter lutaoensis 
lteromonadaceae; Marinobacter. 
ref|NR_026217.1| Shewanella benthica 
93 3429730 Shewanella benthica Bacteria; 
eae; Shewanella. 


nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


ref|NR_026126.1| Vibrio 
3561815 3563248 Vibrio 


GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCC 
GAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGC 
TAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAACGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTACGACAGAGAAACTTGTTTCTTGGTGGCGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCT 
TTAGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATGATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCTAAAGATTGCCCAAGGTGGG 
ATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCTCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCAGGAGGAAG 
GTTACGTTTTTAATAGAAGCGTAGCTGTGACGTTATCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCG 
GAATTACTGGGCGTAAAGCGCATGCAGGCGGTTGATTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGTCAACTAGAGTGTGAT 
AGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTGGGGTCCTCGACAACTTTTTCAAAGCTAACGCATTAAG 
TAGACCGCCTGGGGAGTACGTCGCAAGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAAGAAG 
GCCTACCTTGACATCCAGAGAAATCGCTAGAGATAGCTTTGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCGAGTAATGTCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGAC 
GTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGCAGCAAGCTAGCGATAGTGAGCGAATCCTTAAAAGCTCGTCG 
TAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCCTAAATCAGAATGTTGTGCGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTNCGTGAAAGGGCTTCGGC 
CTGAGTAAAGCGGCGCACGGGTGAGTAACGCGTGGATGATCTGCCCATGAGTTGGGAATAACGGCTGGAAACGGTCGCTAATACCGAATACGCTCCGATTTCACA 
GTTCGGGGGAAAGGTGGCCTCTGCTTGCAAGCTACCGCTCATGGATGAGTCCGCGTCCCATTAGCTAGTGGGGCGGGTAATGGCCCACCAAGGCGACGATGGGTA 
GCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCA 
GCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTCGTAAACCTCTGTCAGGAGGGAAGAACCGCCATGGTGCTAATCAGCCATGGTCTGACGGTACCTCCAAAGGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCTTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCTGTCTGGTAAGTCAGGG 
GTGAAATCCCGCGGCTCAACCGCGGAATTGCCCTTGATACTGCTGGACTTGAGTTCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATC 
TGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGACCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGT 
AAACGATGGATGCTAGGTGTCGGGGCCTTGAGCTTCGGTGCCGCACGTAACGCGTTAAGCATCCCGCCTGGGAGTACGGTACGCAAGGCTGAAACTCAAAGAAAT 
TGACGGGGGCCCGCACAAGCGGAGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCCAGGCTTGACATCCGGGAAACCCTCCCGAAAAGGAGGGGT 
GCTCTTCGGAGAATCCCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGC 
CATCAGGTGAAGCTGGGCACTCTAGGGAGACCGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGT 
ACTACAATGGCGCACACAAAGGGCAGCGATACCGTGAGGTGGAGCCAATCCCAAAAAATGCGTCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTG 
GAATCGCTAGTAATTCGAGATCAGCATGCTCGGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGTTTTACCCGATACCGGTGA 
TGCCAACCGCAAGGAGGCAGCCGTCTACGGTAGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTAAGTC 
GTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACTAGACGA 
CGTTGCGATGCGTCTTAAGCATGCAAGTCGAGCGGGCTTATTCGGGCAACTGGATAAGTTAGCGGCGAACTGGTGAGTAACACGTAGGTAATCTGCCGTAGAGTG 
GGGGATAACCCATGGAAACATGGACTAATACCGCATATACTCTTGACGCTAAAGCGTAGTAGAGGAAAGGAGCAATCCGCTTTACGATGAGCCTGCGGCCTATTA 
GCCTGTTGGTGAGATAAAAGCCCACCAAAGCTACGATAGGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGG 
CAGCAGCTGAGAATCTTCCACAATGGACGAAAGTCTGATGGAGCGACATCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTTGGAAATTATCGAAGAATGAG 
TGACAGTAGATAATGTAAGCCTCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGAGGCAAACGTTGCTCGGATTTACTGGGCGTAAAGGGTGAGTAGGC 
GGAACTATAAGTCTAAGGTGAAATATCGAAGCTCAACTTCGGAAACGCCTCGGATACTGTGGTTCTTGGATATTGTAGGGGATGATGGAATTCTCGGTGTAGCGG 
TGGAATGTATAGATATCGAGAAGAACACCTATAGCGAAGGCAGTCATCTGGGCATTTATCGACGCTGAATCACGAAAGCTGGGGGAGCAAACAGGCTTAGATACC 
CTGGTAGTCCCAGCCGTAAACGTTGCACACTAGGTGCTCCTATTAAAATAGGCGTGCCGTAGCTAACGTCTTAAGTGTGCCGCCTGAGGAGTATGCCCGCAAGGG 
TGAAACTCAAAGAAATTGACGGGTCCCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGATGATACGCGAAAAACCTTACCTGGGTTTGAATTGTTAGATGAATG 
ATATAGAGATATGTCAGACCGCAAGGACATTTAACATAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGTTAATCCCCCAACGAGCGCAACCCT 
TACCCTTTGTTGCTACCGAGTAATGTCGGGCACTCTTAGGGGACCGCCTACGTTTAAGTAGGAGGAAGGTGGGGATGATGTCAAGTCCTCATGGCCCTTATGTCC 
AGGGCTACACACGTGCTACAATGGCAATTACAAAGAGAAGCGAGACCGCGAGGTGGAGCAAATCTCAAAAAAGTTGCCTCAGTTCGGATTGGAGTCTGAAACTCG 
ACTCCATGAAGTTGGAATCACTAGTAATCGTAGATCAGAACGCTACGGTGAATACGTTCCCGGGATTGTACACACCGCCCGTCACGCCATCGGAGTTGGTTTTAC 
CTGAAGTCGTTAGCCTAACCGCAAGGAGGGCGGCGCCGAAGGTGGTACTGATGATGAGGGTGAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNTTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGTGGCATGCTTAACACATGCAAGTCGAACGGTAACAGGTCTTAGGATGC 
TGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCCATTTGAGGGGGATACCAGTTGGAAACGACTGTTAATACCGCATAATATCTGTGGATTAAAGGT 
GGCTTTCGGCGTGTCGCAGATGGATGAGCCTGCGTTGGATTAGCTAGTTGGTGGGGTAAGGGCCCACCAAGGCTACGATCCATAGCTGATTTGAGAGGATGATCA 
GCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCATGTGTGTGAAGA 
AGGCCCTAGGGTTGTAAAGCACTTTAGTTGGGGAGGAAAGCCTCAAGGTTAATAGCCTTGGGGGAGGACGTTACCCAAAGAATAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTCTGTAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCAGGGCTCAACC 
TTGGAACTGCATTTGATACTGGCAAACTAGAGTACGGTAGAGGAATGGGGAATTTCTGGTGTAGCGGTGAAATGCGTAGAGATCAGAAGGAACACCAATGGCGAA 
GGCAACATTCTGGACCGATACTGACACTGAGGGACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTACTAGCTGTT 
GGAGTCGGTGTAAAGGCTCTAGTGGCGCACGTAACGCGATAAGTACTCCGCCTGGGGACTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGACCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCTGCGAACTTTCTAGAGATAGATTGGTGCTTCGGAACGCAGTG 
ACAGTGCTGCACGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGATAGTTACCATCATTAAGTTGGGTACTCT 
ATTAAGACTGCCGCTGACAAGGCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGGTATTACAGAGGG 
CTGCGAAGGTGCGAGCTGGAGCGAAACTCAAAAAGGTACTCTTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCA 
GAATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGATAGCTTAACGAATGGGCGTTTACCAC 
GGAGTGATTCATGACTGGGGTGAAGTCGTAACAATGGTAGCCGTAGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNCATTGCCAAGTCCAAGCGGAGTAGCAATACTCAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTTCCTCTGAGTCTGGGATAACTT 
TCCGAAAGGGAAGCTAATACTGGATGGTCCCGAGAGATCATAAGATTTTTCGGGTAAAGATTTATTGCTCGGAGATGAGCCCGCGTCCGATTAGCTAGTTGGTGA 
GGTAAAGGCTCACCAAGGCGACGATCGGTAGCCGGCCTGAGAGGGTGTTCGGCCACAATGGAACTGAGACACGGTCCATACTCCTACGGGAGGCAGCAGTTAAGA 
ATCTTGCTCAATGGGGGGAACCCTGAAGCAGCGACGCCGCGTGAACGATGAAGGTCTTCGGATTGTAAAGTTCAGTAAGCAGGGAAAAATAAGCAGCAATGTGAT 
GATGGTACCTGCCTAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGGGTGCGTAGGCG 
GACATGTAAGTCAGGTGTGAAAACTGCGGGCTCAACTCGCAGCCTGCACTTGAAACTATGTGTCTGGAGTTTGGGAGAGGCAAGTGGAATTCCAGGTGTAGCGGT 
GAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGCCTAAAACTGACGCTGAGGCACGAAAGCGTGGGTAGTGAACGGGATTAGATACCC 
CGGTAATCCACGCCCTAAACGTTGTCTACCAGTTGTTGGGGGTTTTAACCCTCAGTAACGAACCTAACGGATTAAGTAGACCGCCTGGGGACTATGCTCGCAAGA 
GTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAAAAACCTCACCTAGGCTTGACATGGAGTGGAATC 
ATGTAGAGATACATGAGCCTTCGGGCCGCTTCACAGGTGCTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTC 
ACCTTATGTTGCCATCATTCAGTTGGGCACTCGTAAGGAACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCCTCATGGCCTTTATGTCTAGGG 


569056 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


569056 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


569056 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


569056 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


569056 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


569056 Bacteria_16S 


grignonense strai 
grignonense Bacte 


569056 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
569056 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


569056 Bacteria_16S 


temperatum strain 
temperatum Bacter 


569056 Bacteria_16S 


RW1 16S ribosomal 
Proteobacteria; A 


569056 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


569056 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


569056 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


569056 Bacteria_16S 


strain SW-46 16S 
Proteobacteria; A 


569056 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


569056 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


569056 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


569056 Bacteria_16S 


strain ATCC 35912 
Bacteria; Proteob 


569056 Bacteria_16S 


strain UPM-Ca7 16 
Proteobacteria; A 


569056 Bacteria_16S 


strain OCh 254 16 
Proteobacteria; A 


G 
569056 Bacteria_16S 


3827887 3827957 19 86 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
4020390 4020460 19 86 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteria; 


4169364 4169434 19 86 gi 


4190824 4190894 19 86 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


4195346 4195416 19 86 gi 
n JC2044 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
492243 492313 19 86 gi 
bosomal RNA, partial sequence 


qu 
ia 


679146 679223 12 86 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
767633 767710 12 86 gi 
osomal RNA, partial sequence 


ue 
ia 


1239634 123971112 86 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1242622 1242699 12 86 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1399775 1399852 12 86 gi 
RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1484896 1484973 12 86 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


ia 
qu 
a; 
Sp 


qu 
ri 


1514854 1514931 12 86 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


L 
te 


1889175 1889252 12 86 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
2117617 2117694 12 86 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

2622923 2623000 12 86 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
2651969 2652039 19 86 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3131273 3131350 12 86 gi 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


e 
le 


Er 


le 


Oc 


s 
ia 


3568040 3568110 19 86 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Vibriona 
3800326 3800403 12 86 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 
3899542 3899619 12 86 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 


le 


ob 


ho 


569056 Bacteria_16S 


ct 
219846209 
ue 


219846344 


38276 
eriales; 


nce 


219846100 
6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alt 


nce 


’ 


219846078 


ence 


, 


nce 


, 


, 


ence 
Rhizobi 


228715353 
1399580 1401060 Sphin 


hingomon 


219857250 


ence 
a; Rhizo 


219878113 


sequence 
ria; Rhi 


219878272 


18889 


s; Phyll 


219857656 
2117441 21188 


ythrobac 


219857249 


26227 


s; Phyll 


219857223 
2651733 26532 


yclaceae 


219846834 


equence 
Rhizob 


’ 


219846530 


35678 


s; Vibri 


219846362 
3800153 38015 


acteriac 


219846295 
3899350 39007 


dobacter 


3967034 3967111 12 86 gi 


219846247 


Alteromonad 


eromonad 
219846081 
ue 


ia; Altero 


Oceano 
265678723 
492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 
265678596 


Rhizob 
265678534 
767437 76891 
microbiace 
219878162 
equence 

Rhizob 
219878114 


ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_025799.1 

4020178 402167 
ales; Altero 


ref|NR_025690.1 
64 Marinobacter e 
aceae; Marinobac 
ref|NR_025671.1 
190616 419208 
monadales; Alter 


rs 


ref|NR_025668.1 
195136 419657 
spirillales; Hah 
ref |NR_029028.1 
5 Marinobacter s 
aceae; Marinobac 
ref |NR_028901.1 

678955 680426 
iales; Brucellac 
ref |NR_028838.1 
4 Devosia neptun 
ae; Devosia. 
NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref |NR_024880.1 

1484704 148617 
biales; Phylloba 


rs 


ref|NR_025252.1 
1514694 151610 
zobiales; Phyllo 


ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; 
ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref|NR_024851.1 
7 Az 
ref 


oarcus. 
NR_026426.1 
131100 313253 
iales; Phyllobac 


w 


ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio 
ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025885.1 


acea 
ref 


e; Roseibium. 
NR_025837.1 


eae; 


Cardiobacterium 


bacterium hominis 
eae; 


Cardiobacterium. 
Marinobacter 


2 Marinobacter 
monadaceae; 


Marinobacter excellens 
xcellens Bacteria; 


ter. 


Marinobacter 


8 Marinobacter 
omonadaceae; 


Zooshikella 


6 Zooshikella 
ellaceae; 


Zooshikella. 
Marinobacter sediminum 
ediminum Bacteria; 


ter. 


Ochrobactrum 
Ochrobactrum 
Ochrobactrum. 
Devosia neptuniae 
iae Bacteria; 


Aminobacter 


4 Aminobacter 
teriaceae; Aminobacter. 


Mesorhizobium 


4 Mesorhizobium 
eriaceae; Mesorhizobium. 


Sphingomonas wittichii 


i RW1 Bacteria; 
monas. 


Mesorhizobium 


9 Mesorhizobium 
cteriaceae; 


Mesorhizobium 


8 Mesorhizobium 
bacteriaceae; 


Mesorhizobium 


izobium chacoense 
Mesorhizobium. 


Erythrobacter flavus 
flavus Bacteria; 


obacter. 


Mesorhizobium amorphae 


izobium amorphae 
esorhizobium. 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Mesorhizobium 


6 Mesorhizobium 
teriaceae; 


Vibrio cincinnatiensis 
cincinnatiensis 


Mesorhizobium ciceri 


ciceri Bacteria; 
um. 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 


Mesorhizobium loti 


strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


569056 Bacteria_16S 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; 
569056 Bacteria_16S 


strain M6 16S rib 


Proteobacteria; Alphaproteobacteria; 
569056 Bacteria_16S 


strain V2 16S rib 


Proteobacteria; Alphaproteobacteria; 
569056 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


569056 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


569056 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


569056 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


569056 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


569056 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


569056 Bacteria_16S 


strain DSM 2665 1 


strain IBS 506 16 


strain T9 16S rib 
Proteobacteria; G 


569056 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


569056 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


569056 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


569056 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


569056 Bacteria_16S 


strain VP-6 16S r 
Proteobacteria; A 


569056 Bacteria_16S 


strain VP-5 16S r 
Proteobacteria; A 


569056 Bacteria_16S 


strain IM1 16S ri 
Proteobacteria; A 


569056 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


569056 Bacteria_16S 


strain F9251 16S 
Proteobacteria; A 


569056 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 


569056 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
322525 322602 12 86 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
463106 463183 12 86 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
999018 999095 12 86 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1305779 1305856 12 86 gi 
RNA, complete sequence 
ia; Rhizobiales; Xanthobacteraceae; 
2014080 2014157 12 86 


st 
gi 


H 
2074938 2075015 12 86 gi 


S ribosomal RNA, partial sequence 


2085708 2085793 5 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2263267 2263352 5 86 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2277106 2277190 6 86 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2395103 2395180 12 86 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2413467 2413551 6 86 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2537378 2537455 12 86 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2538782 2538859 12 86 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2662335 2662412 12 86 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
3580010 3580079 20 86 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


86 gi 


3893404 3893481 12 86 
ribosomal RNA, partial sequence 


gi 
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1721-77 16S ribos 
Gammaproteobacter 


4775 4852 12 86 gi| 265679060 
bosomal RNA, partial sequence 4584 5982 
Rhizobiales; Bartonellaceae; 

6237 6314 12 86 gi| 265679059 
osomal RNA, partial sequence 6033 7437 
Rhizobiales; Bartonellaceae; 

7694 7771 12 86 gi| 265679058 
osomal RNA, partial sequence 7488 8910 
Rhizobiales; Bartonellaceae; 

190064 190148 6 86 gi| 265678936 
bosomal RNA, partial sequence 189853 19130 

ammaproteobacteria; Methylococcales; Methylococc 
196105 196189 6 86 gi| 265678932 


195893 19735 


322285 32381 


1305606 1307012 Stark 


6S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
569056 Bacteria_16S 
2074760 20762 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
569056 Bacteria_16S 
2085504 20870 


2394935 23963 


2413261 24147 


2537193 25385 


2538597 25399 


2662145 26634 


3893217 38946 


ethylococc 
265678845 


ae; Haloth 
265678742 
sequence 

ia; Rhizob 
265678378 
ce 99880 
hales; Pis 
219846269 


arkeya. 
219878186 


yphomonada 
219878139 


nellaceae; 
219878132 


Alcanivor 
219857557 
ence 22630 
irillales; 
219857548 
e 22768 
occales; M 
219857463 


nellaceae; 
219857451 


ethylococc 
219857352 


yphomonada 
219857351 


yphomonada 
219857215 


locystacea 
219846522 
1 sequence 
bacteria; 


219846299 


omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


lphaproteobacteria; Rhizobiales; Bartonellaceae; 
41052 41100 47 94 gi| 265679036 
65 16S ribosomal RNA, partial sequence 40774 
ammaproteobacteria; Vibrionales; Vibrionaceae; V. 
59327 59375 47 94 gi| 265679024 
bosomal RNA, partial sequence 59080 60579 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
167316 167364 47 94 gi| 265678951 


ref|NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 

Bartonella. 

ref|NR_029367.1| Bartonella taylorii 


Bartonella taylorii Bacteria; 
Bartonella. 
ref |NR_029366.1| Bartonella grahamii 

Bartonella grahamii Bacteria; 
Bartonella. 
ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 
ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 


aceae; Methylomicrobium. 
ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 
ref|NR_029047.1] Ancylobacter 

462905 464361 Ancylobacter 
iales; Xanthobacteraceae; Ancylobacter. 
ref|NR_028680.1| Thiomicrospira 
0 1000269 Thiomicrospira chilensis 
cirickettsiaceae; Thiomicrospira. 
ref|NR_025859.1| Starkeya novella DSM 


eya novella Bacteria; Proteobacteria; 


ref|NR_025325.1| Hyphomonas polymorpha 
24 Hyphomonas polymorpha Bacteria; 


ceae; Hyphomonas. 

ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 
Bartonella. 

ref|NR_025271.1| Alcanivorax jadensis 
02 Alcanivorax jadensis Bacteria; 
acaceae; Alcanivorax. 

ref|NR_025145.1| Alcanivorax 

50 2264581 Alcanivorax venustensis 
Alcanivoracaceae; Alcanivorax. 
ref|NR_025136.1| Methylomicrobium 

93 2278392 Methylomicrobium buryatense 

ethylococcaceae; Methylomicrobium. 
ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 
Bartonella. 

ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 

ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 

ceae; Hyphomonas. 

ref |NR_024939.1| Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


167046 168502 Vibrio mimicus Bacteria; 


ceae; Hyphomonas. 
ref|NR_024843.1| Methylopila capsulata 
75 Methylopila capsulata Bacteria; 
e; Methylopila. 
ref|NR_026114.1] Roseococcus 
3579840 3581265 Roseococcus 
Rhodospirillales; Acetobacteraceae; 
ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref|NR_029344.1| Vibrio pectenicida 
42243 Vibrio pectenicida Bacteria; 
ibrio. 
ref |NR_029332.1| Xanthomonas theicola 
Xanthomonas theicola Bacteria; 
aceae; Xanthomonas. 
ref|NR_029259.1| Vibrio mimicus strain 


Proteobacteria; 


569056 Bacteria_16S 168840 168888 47 94 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 170316 170364 47 94 gi|265678949|ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 174842 174890 47 94 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 177836 177884 47 94 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

569056 Bacteria_16S 222428 222476 47 94 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 486062 486110 47 94 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 638221 638269 47 94 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
569056 Bacteria_16S 644451 644499 47 94 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 710507 710555 47 94 gi|265678575|ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

569056 Bacteria_16S 769205 769253 47 94 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 866992 867040 47 94 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

569056 Bacteria_16S 965177 965249 17 86 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

569056 Bacteria_16S 966763 966833 19 86 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

569056 Bacteria_16S 1111038 1111086 47 94 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

569056 Bacteria_16S 1135184 1135232 47 94 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 1257629 1257677 47 94 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 1311789 1311837 47 94 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

569056 Bacteria_16S 1428685 1428733 47 94 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 

569056 Bacteria_16S 1652973 1653021 47 94 gi| 219878439 |ref|NR_025578.1| Thermomonas brevis 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

569056 Bacteria_16S 1657580 1657628 47 94 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 1698851 1698899 47 94 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 1776285 1776333 47 94 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 1791393 1791441 47 94 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 


R-3712 16S riboso: 
Gammaproteobacter 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 


569056 Bacteria_16S 


LMG 19999 16S ribosomal RNA, partial sequence 


Proteobacteria; 
569056 Bacteria_16S 
strain LMG 20546 
Proteobacteria; 

569056 Bacteria_16S 
strain LMG 20536 
Proteobacteria; 

569056 Bacteria_16S 


haemolytica strain A50-7-3 16S ribosomal RNA, partial s 
haemolytica Bacteria; Proteobacteria; Gammaproteobacter 


Thermomonas. 
569056 Bacteria_16S 


strain 2674 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Mor 


569056 Bacteria_16S 
strain 2693 16S r 
Proteobacteria; 
569056 Bacteria_16S 
strain DSM 176 16 
Proteobacteria; 
569056 Bacteria_16S 
strain LMG 317541 
Proteobacteria; 
569056 Bacteria_16S 
broegbernensis st 


Pseudoxanthomonas. 
569056 Bacteria_16S 
strain KMM 3582 1 
Proteobacteria; 
569056 Bacteria_16S 
subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 
569056 Bacteria_16S 
strain SM2-1 16S 
Proteobacteria; 
569056 Bacteria_16S 
schlegeliana stra 
schlegeliana Bacteria; 
569056 Bacteria_16S 


marinintestina strain IK-1 16S ribosomal RNA, partial s 
marinintestina Bacteria; 


Shewanella. 
569056 Bacteria_16S 
strain ATCC 19374 
Bacteria; Proteob 
569056 Bacteria_16S 
strain ATCC 33616 
Bacteria; Proteob 
569056 Bacteria_16S 
strain LMG 471 16 
Proteobacteria; 
569056 Bacteria_16S 
strain LMG 8678 1 
Proteobacteria; 
569056 Bacteria_16S 
strain LMG 947 16 
Proteobacteria; 
569056 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacte 
Xanthomonas. 

569056 Bacteria_16S 
strain LMG 733 16 
Proteobacteria; 
569056 Bacteria_16S 


ria; 


S ribosomal RNA, 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


S ribos 
6S ribo 
Gammaproteobacteria; 


S ribos 


S ribos 


1792867 1792915 47 


Gammaproteobacteria; Vibrionales; Vibri 


1795907 1795955 47 


1797461 1797509 47 


1849544 1849592 47 


1928523 1928571 47 


1930060 1930108 47 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Mor 


2024439 2024507 20 


2026026 2026074 47 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 


2041177 2041225 47 


rain B1616/1 16S ribosomal RNA, partia 
broegbernensis Bacteria; 


Proteobacteria; 


2188802 2188850 47 


2456027 2456075 47 


ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 
Aeromonas. 


2733138 2733186 47 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


2734628 2734676 47 


Proteobacteria; 
2736118 2736166 47 


Proteobacteria; 


2852139 2852187 47 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomonadales; 


2856818 2856866 47 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomonadales; 


3181383 3181431 47 


3182935 3182983 47 


3184487 3184535 47 


3187591 3187639 47 
11 16S ribosomal 
Proteobacteria; 


3190695 3190743 47 


3193797 3193845 47 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


Gammaproteobacter 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


94 gi| 219878340 
1792623 17941 
onaceae; 
219878338 


94 gi 


16S ribosomal RNA, partial sequence 1795652 17971 
Gammaproteobacteria; Vibrionales; Vibri 


onaceae; 


94 gi| 219878337 


16S ribosomal RNA, partial sequence 1797206 17986 
Gammaproteobacteria; Vibrionales; Vibrion 


aceae; 
219878302 

equence 

ia; 


94 gi 


94 gi| 219878242 


1928261 19297 


6S ribosomal RNA, partial sequence 2188558 21900 
Gammaproteobacteria; Alteromonadales; 


ia; Gammap 


94 gi| 219857165 
2732909 27343 
Shewanellac 


94 gi| 219857164 


in HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacte 


ria; 
219857163 
equence 

teria; Alt 


94 ope 


Gammaproteobac 
94 219856889 
28518 
x 
219856886 
28565 
x 
gi|219846800 
3181138 31826 
4 
gi 


gi 
94 gi 
94 


94 219846799 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


x 
gi| 219846798 
3184240 31857 
Xanthomonad 
94 gi|219846796 
RNA, partial sequence 
ia; Xantho 


94 


94 gi|219846794 
3190448 31919 
Xanthomonad 


gi|219846792 


94 


Xanthomonadales; 


Alteromon 


ref|NR_025479.1 
oO. 
ref |NR_025477.1 
oO. 


ref|NR_025476.1 


ref|NR_025441.1 
1849299 185079 


ref |NR_025381.1 


roteobacteria; 


ref|NR_024793.1 
eae; Shewanella 
ref|NR_024792.1 

2734399 273583 
adales; 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_026392.1 


Xanthomon 
ref|NR_026391.1 
Xanthomon 
ref |NR_026390.1 
aceae; Xanthomon 
ref|NR_026388.1 
187344 318884 
monadales; Xanth 


Ww 


ref|NR_026386.1 


aceae; Xanthomon 


Shewanellaceae; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 
Vibri 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 
Vibri 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 
Vibrio. 


Thermomonas 
8 Thermomonas 


Xanthomonadaceae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


itellaceae; Moritella. 
94 gi|219878241|ref|NR_025380.1| Moritella abyssi 
1929813 1931309 Moritella abyssi Bacteria; 
itellaceae; Moritella. 
86 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Isochromatium. 
94 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
2025759 2027165 Aeromonas popoffii Bacteria; 
omonadaceae; Aeromonas. 
94 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
1 sequence 2040918 2042439 Pseudoxanthomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
94 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
57 Shewanella fidelis Bacteria; 
Shewanellaceae; Shewanella. 
94 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
rtial sequence 2455783 2457213 Aeromonas 


Aeromonadales; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 
ewanellaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
anthomonadaceae; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
anthomonadaceae; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 

Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 
Xanthomonas melonis 


ref|NR_026384.1 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


569056 Bacteria_16S 
strain LMG 736 16 
Proteobacteria; 
569056 Bacteria_16S 3226922 3226970 47 

CECT 4600 16S ribosomal RNA, partial sequence 
Proteobacteria; 
569056 Bacteria_16S 
strain LMG 5743 1 
Proteobacteria; 
569056 Bacteria_16S 
strain LMG 5047 1 
Proteobacteria; 
569056 Bacteria_16S 
strain LMG 708 16 
Proteobacteria; 
569056 Bacteria_16S 
strain LMG 538 16 
Proteobacteria; 
569056 Bacteria_16S 


3195349 3195397 47 94 
S ribosomal RNA, partial sequence 


94 


3288889 3288937 47 94 


3290414 3290462 47 94 


3291966 3292014 47 94 
S ribosomal RNA, partial sequence 


3293518 3293566 47 94 
S ribosomal RNA, partial sequence 


albilineans Bacte 


Gammaproteobacteria; Xanthomonadales; X 


Gammaproteobacteria; Vibrionales; Vibri 


6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; X 


6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; X 


Gammaproteobacteria; Xanthomonadales; xX 


gi|219846791 
3195102 31966 


gi|219846769 
3226672 32281 
onaceae; 


gi|219846728 


gi|219846727 


gi| 219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


anthomonadaceae; 


Vibri 


anthomonadaceae; 


anthomonadaceae; 


anthomonadaceae; 


Xanthomonas. 


569056 Bacteria_16S 


strain Milford 74 
Proteobacteria; 


569056 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; 


569056 Bacteria_16S 


Proteobacteria; 


569056 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; 


569056 Bacteria_16S 


ref |NR_026383.1| Xanthomonas vasicola 
03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 

ref|NR_026361.1| Vibrio tapetis strain 
43 Vibrio tapetis Bacteria; 

Oo. 
ref|NR_026320.1| Xanthomonas populi 

16 Xanthomonas populi Bacteria; 
Xanthomonas. 

ref|NR_026319.1| Xanthomonas oryzae 

68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 

ref|NR_026318.1| Xanthomonas fragariae 
20 Xanthomonas fragariae Bacteria; 
Xanthomonas. 

ref|NR_026317.1| Xanthomonas axonopodis 
72 Xanthomonas axonopodis Bacteria; 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3295068 3295116 47 94 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
ria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
3557578 3557626 47 94 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3559058 3559106 47 94 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3560573 3560621 47 94 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3565059 3565107 47 94 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3566565 3566613 47 94 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 


strain NS 16S rib 


osomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


569056 Bacteria_16S 


strain JB13 16S r 


strain CIP 7430 
Proteobacteria; 


strain DSM 50071 
Bacteria; Proteob 


569056 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


569056 Bacteria_16S 


strain A089 16S r 
Proteobacteria; 


allosaccharophila 
allosaccharophila 
Aeromonas. 


569056 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; 


strain 848 16S ri 
Proteobacteria; 


HDS1-1 16S riboso 
Gammaproteobacter 


569056 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


569056 Bacteria_16S 


strain G3-29 16S 


3586228 3586298 19 86 
ibosomal RNA, partial sequence 


gi 


3612198 3612246 47 94 gi 
16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Aeromonadales; Aer 
569056 Bacteria_16S 


3628612 3628691 19 94 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3657669 3657717 47 94 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3749110 3749158 47 94 gi 
ibosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibri 
569056 Bacteria_16S 


3812592 3812640 47 94 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


3952110 3952158 47 94 
ibosomal RNA, partial sequence 


gi 


4008321 4008369 47 94 
bosomal RNA, partial sequence 


gi 


4046258 4046306 47 

mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4103483 4103531 47 94 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4186246 4186294 47 94 gi 
ribosomal RNA, partial sequence 


94 gi 


3566301 35677 


3585997 35874 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 
569056 Bacteria_16S 


3748871 37503 


3951843 39533 
Gammaproteobacteria; Alteromonadales; Mor 
569056 Bacteria_16S 
4008054 40095 
Gammaproteobacteria; Aeromonadales; Aer 
569056 Bacteria_16S 
4045996 4047515 Vibri 


4103238 4104753 Vibri 


onaceae; V 
219846518 


219846497 
36119 
omonadacea 
219846486 
36283 
nadales; P 
219846466 
sequence 
ria; Alter 
219846401 


onaceae; V 
219846354 
artial seq 
bacteria; 


219846257 


itellace 
219846217 


omonadacea 
219846189 


219846150 


219846085 


56 Vibrio diazotrophicus Bacteria; 
ibrio. 
ref|NR_026110.1| Methylomonas fodinarum 
56 Methylomonas fodinarum Bacteria; 
aceae; Methylomonas. 
ref|NR_026089.1| Aeromonas bestiarum 
33 3613434 Aeromonas bestiarum Bacteria; 
e; Aeromonas. 
ref|NR_026078.1| Pseudomonas aeruginosa 
74 3629910 Pseudomonas aeruginosa 
seudomonadaceae; Pseudomonas. 
ref|NR_026058.1] Shewanella 

3657404 3658910 Shewanella 
omonadales; Shewanellaceae; Shewanella. 
ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 


ibrio. 
ref|NR_025945.1] Aeromonas 
uence 3812327 3813828 Aeromonas 


Aeromonadales; Aeromonadaceae; 
ref|NR_025847.1| Moritella japonica 
48 Moritella japonica Bacteria; 
ae; Moritella. 
ref|NR_025807.1] Aeromonas molluscorum 
59 Aeromonas molluscorum Bacteria; 
e; Aeromonas. 
ref|NR_025779.1 
Oo ezurae Bacteri 


Vibrio ezurae strain 
a; Proteobacteria; 


ref 
oO ga 


NR_025740.1 
llicus Bacte 


Vibrio gallicus strain 
ria; Proteobacteria; 


ref 


NR_025675.1| Vibrio superstes 


4186000 4187486 Vibrio superstes Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


569056 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


569056 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


569056 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


569056 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


569056 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


569056 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


569056 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


569056 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


569056 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


569056 Bacteria_16S 


strain GP1ll 16S r 
Proteobacteria; G 


569056 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


569056 Bacteria_16S 


strain MBIC3157 1 
Proteobacteria; G 


569056 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


569056 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


569056 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


569056 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


569056 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 
569056 
subsp. 
subsp. 
569056 
strain KMM 1376 1 
Proteobacteria; G 


smithia st 
smithia Ba 


569056 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


569056 Bacteria_16S 


marincola strain 
marincola Bacteri 


569056 Bacteria_16S 


submarinus strain 
submarinus Bacter 


569056 Bacteria_16S 
israelensis strain Bal 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


191588 191658 19 86 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
194610 194680 19 86 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
214804 214843 47 86 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
351574 351613 47 86 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
369415 369454 47 86 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


418521 418560 47 86 
bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
515111 515150 47 86 gi 
m strain DSM 15388 16S ribosomal RNA, 

m Bacteria; Proteobacteria; Gammaprote 
659350 659420 19 86 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
685010 685096 12 94 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
1012597 1012667 19 86 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1017086 1017156 19 86 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1153269 1153348 19 94 


gi 


Mo 
gi 


ammaproteobacteria; Vibrionales; Vibri 
1210963 1211002 47 86 gi 
rain Slthf2 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


1212440 1212479 47 86 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1228968 1229054 12 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1275599 1275638 47 86 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1402755 1402834 19 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


gi 


1570712 1570791 19 94 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1755263 1755302 47 86 gi 


ammaproteobacteria; Oceanospirillales; 
1783830 1783869 47 86 gi 
9 16S ribosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
1825107 1825177 19 86 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1826585 1826655 19 86 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 


265678935 
ence 19135 
occales; M 
265678933 
ence 19438 
occales; M 
265678919 


214535 21600 


Halomonad 
265678823 


351363 35277 


biaceae; R 
265678808 
quence 
eria; Ocea 


265678775 


418286 41972 


Halomonad 
265678708 
partial se 
obacteria; 
265678609 


659171 660617 Morax 


raxella. 

265678592 
ce 68477 
acterales; 
265678369 


1012401 10138 


oraxellace 
265678366 


1016889 1018335 Morax 


raxella. 
253680754 


6S ribosomal RNA, partial sequence 1153118 11545 


onaceae; P 
224581438 
sequence 
teria; Oce 


224581437 


1212209 12136 


Halomonad 
219878280 


1228770 12302 


seudomonad 
219846179 
ce 12753 
irillales; 
219857444 
14026 
nadales; P 
219878156 
al sequenc 
teria; Aer 
219878369 


6S ribosomal RNA, partial sequence 1755010 17565 


Halomonad 
219878347 
17835 

Halomonad 

219878319 
uence 
; Pseudomo 

219878318 
quence 
a; Pseudom 


1863033 1863072 47 86 gi 


ref |NR_029243.1] Methylomonas 
7 192822 Methylomonas aurantiaca 
ethylococcaceae; Methylomonas. 
ref|NR_029241.1] Methylococcus 
5 195842 Methylococcus capsulatus 
ethylococcaceae; Methylococcus. 
ref|NR_029227.1| Halomonas elongata 
2 Halomonas elongata Bacteria; 
aceae; Halomonas. 
ref|NR_029128.1| Rhodobium orientis 
0 Rhodobium orientis Bacteria; 
hodobium. 
ref|NR_029113.1] Halomonas 

369170 370614 Halomonas 


nospirillales; Halomonadaceae; 


ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 
aceae; Halomonas. 

ref|NR_029013.1| Reinekea 

quence 514864 516365 Reinekea 
Reinekea. 

ref|NR_028914.1| Moraxella canis strain 
ella canis Bacteria; Proteobacteria; 
ref|NR_028897.1| Desulfobacterium 

4 686292 Desulfobacterium indolicum 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_028671.1| Moraxella caviae 

46 Moraxella caviae Bacteria; 

ae; Moraxella. 

ref|NR_028668.1| Moraxella bovis strain 
ella bovis Bacteria; Proteobacteria; 


ref|NR_028002.1| Photobacterium indicum 
25 Photobacterium indicum Bacteria; 
hotobacterium. 
ref|NR_027220.1] Halomonas 

1210750 1212158 Halomonas 
anospirillales; Halomonadaceae; 
ref|NR_027219.1| Halomonas axialensis 
46 Halomonas axialensis Bacteria; 
aceae; Halomonas. 
ref|NR_025419.1| Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 

ref|NR_025769.1] Chromohalobacter 

63 1276810 Chromohalobacter sarecensis 
Halomonadaceae; Chromohalobacter. 
ref|NR_025032.1| Pseudoalteromonas 
05 1403959 Pseudoalteromonas ulvae 
seudoalteromonadaceae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
omonadales; Aeromonadaceae; Aeromonas. 
ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas 
ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref |NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 


ref|NR_025295.1 
e 1570477 157198 


Halomonas muralis 

nas muralis Bacteria; 
Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

onadales; Moraxellaceae; Psychrobacter. 


219878292 
18627 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


ref|NR_025431.1] Chromohalobacter 
71 1864302 Chromohalobacter israelensis 
Halomonadaceae; Chromohalobacter. 


569056 Bacteria_16S 
ATCC 43984 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


569056 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


strain IBS 382 16 
hydrothermalis st 


hydrothermalis Ba 
Thermomonas. 


569056 Bacteria_16S 
rain ALEN 1 16S ribosomal RNA, partial sequence 2126557 212798 
Gammaproteobacteria; 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


569056 Bacteria_16S 


salipaludis strai 
Bacteria; Proteob 


569056 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


569056 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


569056 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


strain ICPB 3636 
Proteobacteria; B 


flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 


569056 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 


Pseudoalteromonas. 
569056 Bacteria_16S 


strain C-29 16S r 
subterraneus stra 
Bacteria; Proteob 
strain DSM 3050 1 
Proteobacteria; G 
Proteobacteria; G 


japonicum strain 
japonicum Bacteri 


569056 Bacteria_16S 
strain PCl 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


Halomonas. 


569056 Bacteria_16S 
strain FB2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
569056 Bacteria_16S 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 
marismortui Bacteria; 


Chromohalobacter. 


1864615 1864654 47 


2044313 2044352 47 


2084229 2084268 47 


2093304 2093343 47 


cteria; Proteobacteria; 


2126756 2126826 20 


cteria; Proteobacteria; 
2137311 2137350 47 
n SM-1 
acteria; 
2170584 2170663 19 

16S ribosomal 
ammaproteobacteria; 
2172125 2172204 19 

16S ribosomal 
ammaproteobacteria; 
2175120 2175190 19 


2264848 2264915 19 


2290670 2290749 19 


eria; Proteobacteria; 


2446864 2446943 19 


ria; Proteobacteria; 


2549148 2549187 47 


2674439 2674517 20 


2862960 2862999 47 


2892253 2892292 47 


2931718 2931788 19 


2974146 2974225 19 


3319390 3319429 47 
Proteobacteria; 


3352832 3352871 47 


3384989 3385028 47 


Proteobacteria; 


569056 Bacteria_16S 
strain ATCC 49336 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


3386462 3386501 47 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
569056 Bacteria_16S 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
569056 Bacteria_16S 
rain SGM-6 16S ribosomal RNA, partial 
Gammaproteobacteria; 


RNA, partial sequence 


RNA, partial sequence 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; 
569056 Bacteria_16S 
16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neisseriaceae; 

569056 Bacteria_16S 
in NCIMB2033 16S ribosomal RNA, partial 
Gammaproteobacteria; 


n KMM636 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
569056 Bacteria_16S 
in C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thioba 
acteria; Betaproteobacteria; Thiobacter. 
569056 Bacteria_16S 
6S ribosomal RNA, partial sequence 2862729 28642 


Gammaproteobacteria; 


Gammaproteobacteria; 


86 gi|219878291 


86 gi|219878165|ref 


86 gi|219878133|ref 


86 219878126 


sequence 


gi ref 


87 gi|219857650|ref 


86 gi| 219857643 |ref 


16S ribosomal RNA, partial sequence 2137073 2138564 Micro 
Gammaproteobacteria; Alteromonadales; 


94 gi|219857621|ref 


94 gi|219857620|ref 


86 gi|219857616|ref 


83 gi|]219857556|ref 


94 219857538 


sequence 


gi ref 


94 gi|219857421|ref 


86 gi|219857344|ref 


94 gi|219857206|ref 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibri 
569056 Bacteria_16S 
ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 


1864353 186588 
Oceanospirillales; 


2044053 2045572 Lutei 


Bartonella. 


2093069 209454 
Xanthomonadales; Xanthomonadaceae; 


Chromatiales; 


Alteromonadaceae 


2170356 2171849 Cellvi 
Pseudomonadales; Pseudomonadaceae; 


2174910 2176403 Psychrobacter 


2290487 229196 
Alteromonadales; 


2446675 244812 
Alteromonadales; 


Bartonella. 


NR_025430.1 


NR_025304.1 


NR_025272.1 


NR_025265.1 


NR_025239.1 


NR_025232.1 


NR_025210.1 


Cellvibri 
NR_025209.1 


Cellvibri 
NR_025205.1 


NR_025144.1 


NR_025126.1 


Pseu 


NR_025009.1 


NR_024932.1 


NR_024834.1 


Psychrobacter 


Chromohalobacter 
4 Chromohalobacter 


Halomonadaceae; 


Luteimonas mephitis 


monas mephitis Bacteria; 
Luteimonas. 


Bartonella alsatica 


2084014 2085453 Bartonella alsatica Bacteria; 


Thermomonas 
6 Thermomonas 


Thioalkalispira 
9 Thioalkalispira 


Ectothiorhodospiraceae; 


Microbulbifer 


Microbulbifer. 
Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 


bulbifer salipaludis 
7 


2171900 2173400 Cellvibrio vulgaris Bacteria; 
Pseudomonadales; Pseudomonadaceae; 


oO. 
Psychrobacter jeotgali 
jeotgali Bacteria; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 
Simonsiella. 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Bartonella koehlerae 


2548929 2550343 Bartonella koehlerae Bacteria; 


Thiobacter 
cter subterraneus 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
569056 Bacteria_16S 
strain S-1 16S ribosomal RNA, partial sequence 


as. 
Vibrio rumoiensis 


Pseudospirillum 

7 Pseudospirillum 
ospirillum. 
Pseudomonas cichorii 


86 gi|219856882|ref|NR_024701.1 

Pseudomon 

86 gi|219856861|ref|NR_024680.1 
2892009 2893502 Vibrio rumoiensis Bacteria; 

O°. 

86 gi|219856835|ref|NR_024654.1 

sequence 2931509 293296 

Oceanospirillales; Pseud 

94 gi|219846940|ref|NR_026532.1 


86 gi|219846706|ref 


Oceano 


86 219846682 |ref 


gi 
Halomonadacea 


86 219846659 |ref 


gi 


Oceanospir 


86 gi| 219846658 | ref 


3319157 332063 


3384746 338616 


Pseudomon 
NR_026298.1 


spirillales; 
NR_026274.1 


e; 
NR_026251.1 


illales; Hal 


2973936 2975429 Pseudomonas cichorii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
569056 Bacteria_16S 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; 


as. 

Halomonas 

3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 


3352589 3354083 Halomonas desiderata Bacteria; 
Halomonas. 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


NR_026250.1 


Halomonas 


Halomonas eurihalina 


3386219 3387691 Halomonas eurihalina Bacteria; 
Halomonadaceae; 


569056 Bacteria_16S 


80 16S ribosomal 


Gammaproteobacter 
569056 Bacteria_16S 
strain 62 16S rib 
G 
569056 Bacteria_16S 
lipolyticum strai 
Proteob 


Proteobacteria; 


Bacteria; 


569056 Bacteria_16S 
daepoensis strain 
daepoensis Bacter 


Marinobacter. 


569056 Bacteria_16S 


maritimus strain 
Bacteria; 


569056 Bacteria_16S 
398 16S ribosomal 
Gammaproteobacter 
569056 Bacteria_16S 
fontislapidosi st 
fontislapidosi Ba 


Idiomarina. 


569056 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 


Sphingomonas. 


569056 Bacteria_16S 
strain S5b2 16S r 
B 
569056 Bacteria_16S 
insulare strain K 
Proteob 
569056 Bacteria_16S 
yabuuchiae strain 
Proteob 
569056 Bacteria_16S 
bacteriovorus str 


Proteobacteria; 


Bacteria; 


Bacteria; 


bacteriovorus HD1 
Bdellovibrio. 


569056 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; 


Proteobacteria; 
aquibiodomus stra 


aquibiodomus Bact 
Nitratireductor. 


569056 Bacteria_16S 


strain L2-TR 16S 
Proteobacteria; 


strain 2074-AUS-E 
Proteobacteria; 


mediterranea stra 
mediterranea MMB- 


569056 Bacteria_16S 


strain LMG 673 16 
Proteobacteria; G 


569056 Bacteria_16S 


strain LMG 690 16 
Proteobacteria; G 


569056 Bacteria_16S 


strain LMG 847 16 
Proteobacteria; G 


Proteob 


G 
569056 Bacteria_16S 
strain RB-8 16S r 
G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


569056 Bacteria_16S 


ammaproteobacteria; Legionellales; Legionellacea 
2585927 2585996 20 86 gi| 219857277 
in MMB1 16S ribosomal RNA, complete sequence 
1 Bacteria; Proteobacteria; Gammaproteobacteria; 
3186039 3186087 47 94 gi| 219846797 
S ribosomal RNA, partial sequence 3185792 31872 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
3189143 3189191 47 94 gi| 219846795 
S ribosomal RNA, partial sequence 3188896 31903 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
3192247 3192295 47 94 gi| 219846793 
S ribosomal RNA, partial sequence 3192000 31935 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
3299601 3299670 20 86 gi|219846721 


e; Legionella. 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref|NR_026389.1 


acea 
ref 


e; Xanthomon 
NR_026387.1 


acea 
ref 


e; Xanthomon 
NR_026385.1 


aceae; Xanthomon 
ref |NR_026313.1 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Methylophaga. 


3563548 3563627 19 94 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

3836817 3836856 47 86 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
osomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

4002260 4002339 19 94 gi|219846223|ref|NR_025813.1| Photobacterium 
n M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

4018875 4018914 47 86 gi|219846210|ref|NR_025800.1| Marinobacter 

SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

4056667 4056706 47 86 gi|219846182|ref|NR_025772.1| Microbulbifer 
TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

173304 173382 20 94 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 

RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Aliivibrio. 

366363 366433 19 86 gi|265678810|ref|NR_029115.1| Idiomarina 
rain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
cteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 

372353 372422 20 86 gi| 265678806 |ref|NR_029111.1]| Sphingomonas 
rain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
cteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

1002071 1002149 20 94 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
ibosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

1050841 1050910 19 85 gi|265678343|ref|NR_028645.1| Marinospirillum 

16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
acteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

1067401 1067478 12 86 gi|265678332|ref|NR_028634.1| Sphingomonas 

Al-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 
acteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

1389361 1389447 12 94 gi|228716586|ref|NR_027553.1| Bdellovibrio 
ain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
00 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 

1545365 1545435 19 86 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

1736876 1736945 20 86 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
ibosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
ammaproteobacteria; Oceanospirillales; Oleispira. 

2097834 2097903 20 86 gi|219878123|ref|NR_025262.1| Nitratireductor 
in NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
eria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

2298178 2298248 19 86 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

2501129 2501213 14 94 gi|219857381|ref|NR_024969.1| Legionella waltersii 

16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


3299393 330087 


Methylophaga 
9 Methylophaga 


569056 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
Proteob 


Bacteria; 


569056 Bacteria_16S 


3692626 3692695 20 86 gi 


569056 Bacteria_16S 


219846442 


ref 
3692415 3693865 Methylosphaera hansonii 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
569056 Bacteria_16S 


NR_026033.1 


Methylosphaera 


Methylosphaera. 
Ahrensia kielensis 


Idiomarina ramblicola 


09610 4011068 Idiomarina ramblicola Bacteria; 


Xanthomonas hyacinthi 


3898076 3898145 20 86 gi|219846296|ref|NR_025886.1 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

4009824 4009894 19 86 gi|219846216|ref|NR_025806.1 
strain R22 16S ribosomal RNA, partial sequence 40 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

60875 60912 47 84 gi|265679023|ref|NR_029331.1 

sequence 60630 62129 


strain Y6 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
569056 Bacteria_16S 


213257 213326 20 


Xanthomonadales; 


86 


gi 
21 


strain 40 16S ribosomal RNA, partial 
Proteobacteria; 
569056 Bacteria_16S 
oleivorans strain 
Proteob 
569056 Bacteria_16S 
strain M11 16S ribosomal RNA, partial sequence 
Proteobacteria; 
569056 Bacteria_16S 
aurantiaca strain 
Proteob 
569056 Bacteria_16S 
alkaliphilum stra 
Proteob 


Bacteria; 


Bacteria; 


Bacteria; 


569056 Bacteria_16S 
strain AMX51 16S 


569056 Bacteria_16S 
Proteobacteria; 


569056 Bacteria_16S 
strain W1-2B 16S 


sequence 
Gammaproteobacteria; 


577600 577669 20 86 gi 


627607 627644 49 86 gi 


62 


697301 697370 20 86 gi 


841173 841242 19 85 gi 


Oceanospirillales; 


Gammaproteobacteria; Enterobacteriales; 


CB-R 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae 


in 24 16S ribosomal RNA, partial sequence 


265678920 


265678667 


Xanthomonas hyacinthi Bacteria; 


Xanthomonadaceae; 
ref 
3019 214484 Marinomonas vaga Bacteria; 
Marinomonas. 
ref 
MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
acteria; Gammaproteobacteria; Oceanospirillales; 


840981 842417 Marin 


NR_029228.1 


NR_028972.1 


Xanthomonas. 


Marinomonas vaga 


Thalassolituus 


Thalassolituus. 
265678633 |ref|NR_028938.1| Morganella morganii 
7341 628842 Morganella morganii Bacteria; 
Enterobacteriaceae; Morganella. 
265678584 |ref|NR_028889.1| Brevundimonas 
697118 698533 Brevundimonas aurantiaca 

; Brevundimonas. 

265678485 |ref|NR_028788.1| Marinospirillum 


ospirillum alkaliphilum 


acteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 
842674 842743 20 86 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 
ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
1009585 1009622 49 86 gi|265678371|ref|NR_028673.1| Shewanella algae 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
1068911 1068980 20 86 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 
1377403 1377440 49 86 gi|228717562|ref|NR_027564.1| Teredinibacter 


569056 Bacteria_16S 
turnerae strain T 
Proteob 
Teredinibacter. 
569056 Bacteria_16S 
strain ATCC 29914 
Proteobacteria; 
569056 Bacteria_16S 


Bacteria; 


1552839 1552876 49 86 gi 
16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
2411901 2411985 6 86 gi 


7902 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial 


quisquiliarum Bacteria; 


Methylosarcina. 


Proteobacteria; 


Gammaproteobacteria; Methy 


569056 Bacteria_16S 
beliardensis stra 
beliardensis Bacteria; 
569056 Bacteria_16S 

multivorans strai 
Proteob 
569056 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
stanieri Bacteria; 
Marinobacterium. 
569056 Bacteria_16S 
minutulum strain 
minutulum Bacteri 
569056 Bacteria_16S 
strain 4-87 16S ribosomal RNA, partial sequence 
Proteobacteria; 
569056 Bacteria_16S 
strain CE2203 16S 
Proteobacteria; 
569056 Bacteria_16S 


Bacteria; 


2502640 2502709 20 86 gi 
Proteobacteria; 


2660960 2661029 20 86 gi 


2866005 2866082 12 86 gi 


Proteobacteria; Gammaproteobacteria; 


2927228 2927297 19 85 gi 
ATCC 19193 16S ribosomal RNA, partial 
3072693 3072762 20 86 gi 
Gammaproteobacteria; Oceanospirillales; 
3172265 3172334 20 86 gi 
ribosomal RNA, partial sequence 
3968545 3968614 20 


86 gi 


strain NCIMB 11762 16S ribosomal RNA, partial sequence 


Bacteria; 


Proteob 
569056 Bacteria_16S 


78760 78808 47 94 gi 


a; Proteobacteria; Gammaproteobacteria; 


3072467 30738 


3172065 31735 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


219857220 


219857452 
sequence 


219857380 


219857216 


219856880 
Alteromona 

219856838 

sequence 


Oceanospi 
219846873 


219846806 


219846246 


265679011 


anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


ref 
1552580 1554073 Providencia stuartii Bacteria; 
Enterobacteri 
ref 

2411699 241321 


loc 


ref 
in Montbeliard Al 16S ribosomal RNA, partial sequ 
Gammaproteobacteria; Legion 


enc 
ell 


ref 
n DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methyl 
acteria; Alphaproteobacteria; Rhizobiales; Hyphomicr 
ref 


2865789 286730 


dal 


ref = 
2927022 292847 


ril 


ref 
61 Balneatrix alpica Bacteria; 
Balneatrix. 

ref 
14 Thiorhodococcus minor Bacteria; 
orhodococcus. 


Thi 


ref 
3968366 3969766 Phaeos 
acteria; Alphaproteobacteria; Rhodospirillales; R 


hod 


NR_024848.1 


aceae; Provi 
NR_025040.1 


occales; Met 


NR_024968.1 
e 250240 
ales; Legion 
NR_024844.1 


obiaceae; Me 
NR_024699.1 


es; Alteromo 
NR_024657.1 
lales; Marin 
NR_026465.1 
NR_026398.1 


NR_025836.1 


ospirillacea 


ref 
78587 


1377167 1378635 Teredinibacter turnerae T7901 
Alteromonadales genera incertae sedis; 


Providencia stuartii 


dencia. 
Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Marinobacterium 

5 Marinobacterium 
nadaceae; 


Marinospirillum 

7 Marinospirillum 
ospirillum. 
Balneatrix alpica 


Thiorhodococcus minor 


Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 


NR_029319.1 
79994 


Pseudomonas 
Pseudomonas 


569056 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


569056 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


569056 Bacteria_16S 


strain KB740 16S 


Proteobacteria; B 


569056 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


569056 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


569056 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


569056 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


strain Illinois 1 
Proteobacteria; A 


569056 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


569056 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


569056 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


569056 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


569056 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


569056 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


569056 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


569056 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


569056 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


569056 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


569056 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


569056 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


569056 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


569056 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


569056 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


112308 112356 47 94 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
113906 113954 47 94 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
156516 156583 19 83 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
171826 171874 47 94 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
176328 176376 47 94 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
280015 280063 47 94 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


gi 


305894 305942 47 94 gi 
lphaproteobacteria; Rickettsiales; Ana 
384600 384648 47 94 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
444804 444852 47 94 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 
457156 457204 47 94 gi 
ammaproteobacteria; Pseudomonadales; P 
458608 458656 47 94 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


470705 470753 47 94 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
554898 554946 47 94 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
556440 556488 47 94 gi 


ammaproteobacteria; Pseudomonadales; P 
557984 558032 47 94 gi 


ammaproteobacteria; Pseudomonadales; P 
639785 639833 47 94 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
671554 671602 47 94 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


686614 686662 47 94 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
708949 708997 47 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
784673 784721 47 94 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


821269 821348 19 94 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
960583 960631 47 94 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; 


gi 


265678987 


112043 11359 


s; Syntrop 
265678986 


113641 11518 


s; Syntrop 
265678958 


156293 15781 


ocyclaceae 
265678948 


171556 17300 


onaceae; V 
265678945 
e 17604 
les; Vibri 
265678873 
quence 
teria; Des 
265678856 


plasmatace 
265678798 


384340 38587 


seudomonad 
265678758 
quence 
eria; Pseu 


265678746 


16S ribosomal RNA, partial sequence 456977 45835 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


470446 47199 


seudomonad 
265678682 


6S ribosomal RNA, partial sequence 554659 55615 


seudomonad 
265678681 


6S ribosomal RNA, partial sequence 556201 55769 


seudomonad 
265678680 


6S ribosomal RNA, partial sequence 557743 55923 


seudomonad 
265678624 


639529 64105 


seudomonad 
265678601 
ial sequen 
obacteria; 


265678591 

68634 
acterales; 
265678576 

70866 
onaceae; A 
265678522 
1 sequence 
ria; Pseud 


265678498 


821061 82256 


seudomonad 
265678404 


ref |NR_029295.1 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


hace 
ref 


ae; Syntroph 
NR_029294.1 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


hace 
ref 


ae; Syntroph 
NR_029266.1 


us. 
Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


; Az 
ref 


oarcus. 
NR_029256.1 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


ibrio. 
ref |NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029179.1 

279814 281221 
ulfuromonadales; 
ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_029103.1 


Photobacterium 
acterium leiognathi 
cterium. 

Geobacter 

Geobacter 

Geobacteraceae; 


Neorickettsia risticii 
risticii Bacteria; 
a. 

Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


aceae; Pseudomon 
ref|NR_029063.1 

444544 446074 
domonadales; Pse 


ref|NR_029051.1 


as. 
Pseudomonas 
Pseudomonas 

udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


aceae; Pseudomon 
ref|NR_029050.1 

458401 459808 
omonadales; Pseu 


ref|NR_029042.1 


as. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028987.1 


as. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028986.1 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028985.1 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028929.1 


as. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


aceae; Pseudomon 
ref|NR_028906.1 
ce 671276 672778 
Pseudomonadales 


ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028881.1 
8 710188 Aliivi 
liivibrio. 
ref|NR_028826.1 

784432 785869 
omonadales; Pseu 


ref|NR_028801.1 


as. 

Pseudomonas 

Pseudomonas 
Pseudomonadaceae; 


v 


Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Aliivibrio wodanis 
brio wodanis Bacteria; 


Pseudomonas 
Pseudomonas 


domonadaceae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028706.1 


as. 
Pseudomonas veronii 


960323 961843 Pseudomonas veronii Bacteria; 


Pseudomonadaceae; 


Pseudomon 


as. 


CAACACACGTGCTACAATGGCCGGTACAAAGGGTAGCCAACTCGCGAGGGGGAGCTAATCTCAAAAATCCGGTCCCAGTTCGGATTGGAGTCTGCAACTCGACTC 
CATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCACACCACCTGAGTGGGGAGCACCCG 
AAGTGGTCTTTGCCAACCGCAAGGAAGCAGACTACTAAGGTGAAACTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCA 
GGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGGTTTGATCAGTTTGCGGTGGTGCTTGCATCACCAATTACCGATTAAACCGAGTGGCGGACG 
GGTGAGTAACACGTGGGTAACCTGCCCTTCAGCAGGGGATAACATTTGGAAACAGATGCTAATACCGTATAACCACGGAGACCGCATGGTCTCCGGGTAAAAGAT 
GGCGAAAGCTATCACTGAGGGATGGACCCGCGGCGTATTAGCCAGTTGGTGGGGTAATGGCCTACCAAAGCGATGATACGTAGCCGACCTGAGAGGGTAATCGGC 
CACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAG 
GCTTTCGGGTCGTAAAACTCTGTTATTGAAGAAGAACGTGTGTGAGAGTAACTGCTCATGCAGTGACGGTATTCAACCAGAAAGTCACGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGA 
AGAAGTGCATCGGAAAGTGGGAAACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGG 
CGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAAGTGTTGG 
GGGGTTTCCGCCCCTCAGTGCTGCAGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTTCTGCCAAGCTGAGAGATCAGCCGTTCCTTCGGGGACAGAATGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGATTAGTTGCCAGCATTCAGTTGGGCACTCTAG 
TCAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGTGGTACAACGAGCA 
GCGAGACCGCGAGGTCAAGCGAATCTCTAAAAACCATCCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGC 
ACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTAGGACAACCGCAAGGAGTCAGCCGTCT 
AAGGTGGGACAAATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGGTGGTAGCAATATCACTAGTGGCGCACGGGTGC 
GTAACGCGTAACCAACCTACCCACCACTGGGGGATAGCCCGCCGAAAGGCGGATTAATACCGCATACTATAAGGCGACGGCATCGTCGTTTTATAAAAGATTTAT 
TGGTGGTGGATGGGGTTGCGTAGCATTAGCTAGATGGCGGGGTAACGGCCCACCATGGCGACGATGCTTAGGGGACCTGAGAGGGTGATCCCCCACACTGGCACT 
GAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGAGAGCCTGACCCAGCCATGCCGCGTGCCGGATGAAGGCCTTCTGGGTT 
GTAAACGGCTTTTCTCAGGGAAGAAAAAGAGGATGCGTCCTAAACTGACGGTACCTGAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGCTTGTTAAGTCCGGGGTGAAAGCCCACAGCTCAACTGTGGAACTGCCCTGGATACT 
GGCAGGCTTGAGAGTAGTCGAGGGTGGCGGAATGGACGGTGTAGCGGTGAAATGCATAGATACCGTCCAGAACCCCAATTGCGTAGGCAGCTGCCTAGGCTACAT 
CTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTCGTTGCCAGCGATAGACTGTTGGTGAC 
TTAGCGAAAGCGGTAAGTATCCCACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTGGTGGAGCATGTGGTTTAATTC 
GATGATACGCGAGGAACCTTACCTAGGCTAGAATGCGCGTGACCGGCTCAGAGATGAGCCTTTCCTTCGGGACACAAAGCAAGGTGCTGCATGGCCGTCGTCAGC 
TCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTTTTAGTTGCCAGCATGTAATGATGGGGACTCTAGAAGGACTGCCTGCGCAAGCAG 
TGAGGAAGGCGGGGACGACGTCAGGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTCGCTACTGCGCGAGCAGACGCC 
AATCTCACAAAACCGGTCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCACTAGTAATCGCGTATCAGCAATGACGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTCTGGTAGACCTGAAGCTGGTGCTCGTCACAGAAGCCAGTTAGGGTAGAACAGGTAACTGGGGCTAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGCTCA 
GATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACATGT 
CCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTATAGGGTTGGCCGATGGC 
TGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAG 
AAATCCTTGGCTCTAATACAGTCGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTCTGTTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGGCAGGCTAGAGTATG 
GCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTG 
AAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAA 
AACCTTACCTACCCTTGACATGGTCGGAATCCTGAAGAGATTCGGGAGTGCTCGAAAGAGAACCGGCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATG 
ACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACCGAT 
CGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCCTAACAAGG 
TANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCCTAACACATGCAAGTCGAACGGGGCGAACGGGTGAGTAACGCGTAGACA 
ACCTACCTTTTAGATGGGGACAACATCGCGAAAGCGGTGCTAATACCGAATGTTGTGTCTTTCCCACATGGGAAAGCTACTAAAGATGGCCTCTATTTATAAGCT 
GTCACTAAAAGATGGGTCTGCGTCTGATTAGCTAGTTGGCGGGGGTAATGCCCACCAAGGCGACGATCAGTAGCCGGTCAGAGAGGATGAACGGCCACATTGGGA 
CTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGAT 
CGTAAAGCTCTGTTGTTTGAGACGAACGTGCAGTATACGAATAATGTGCTGTAATGACGGTATCAAACTAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGCAGGTGGGAATGTAAGTCAGTCTTAAAAGTGCGGGGCTCAACCCCGTGATGGGA 
CAGAAACTACATTTCTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTG 
GACTGTAACTGACACTGAGGCTCGAAAGCTAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGAATACTAGGTGTAGGGGGTATCGAC 
CCCTCCTGTGCCGGAGCTAACGCAATAAGTATTCCGCCTGGGGAGTACGGTCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGTAT 
GTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATCGAGTGAAAGGCTAAGAGATTAGTCCTCTCCTTCGGGAAGACACGAAAACAGGTGGTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGAGA 
CTGCCGCGGATAACGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGATAAACAGAGGGAAGCGAG 
ACCGCGAGGTGGAGCAAACCCATAAATTATCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTG 
CGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAAAGTCATTCACACCCGAAGCCGGTGGGGTAACCGCAAGGAGCCAGCCGTCTAAGGTG 
GGGGCGAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGC 
TCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGGTGCTCATGACGGAGGATTCGTCCAACGGATTGAGTTACCTAGTGGCGGACGGGTGAG 
TAACGCGTGAGGAACCTGCCTTGGAGAGGGGAATAACACTCCGAAAGGAGTGCTAATACCGCATGATGCAGTTGGGTCGCATGGCTCTGACTGCCAAAGATTTAT 
CGCTCTGAGATGGCCTCGCGTCTGATTAGCTAGTAGGCGGGGTAACGGCCCACCTAGGCGACGATCAGTAGCCGGACTGAGAGGTTGACCGGCCACATTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCTTTCGGGTTG 
TAAACTTCTTTTGTCGGGGACGAAACAAATGACGGTACCCGACGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATC 
CGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCAAGTCAGATGTGAAAACTGGGGGCTCAACCTCCAGCCTGCATTTGAAACTGTAGTTCTTGAGTGCT 
GGAGAGGCAATCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGTAACTGACGCTGAGGCGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTGGGGGGTCTGACCCCCTCCGTGCCGCAGTTAACACAA 
TAAGTATCCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGGCTTGACATCCCACTAACGAAGCAGAGATGCATTAGGTGCCCTTCGGGGAAAGTGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACGCAAGAGCACTCTAGCGAGACTGCCGTTGACAAAACGGAGGAAGGTGGGGA 


569056 Bacteria_16S 
strain I-75 16S r 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


subsp. costicola 
costicola subsp. 
Salinivibrio. 

569056 Bacteria_ 


strain LMG 2210 1 


Proteobacteria; 
569056 Bacteria_ 


strain DhA-35 16S 


Proteobacteria; 
569056 Bacteria_ 


proteolytica strain CMS 64 16S ribosomal RNA, partial s 
proteolytica Bacteria; 


Pseudomonas. 
569056 Bacteria_ 
strain 75-80 16S 
Proteobacteria; 
569056 Bacteria_ 


strain Albert 199 


Proteobacteria; 
569056 Bacteria_ 


ostraviensis strain LMG 19434 16S ribosomal RNA, partia 
ostraviensis Bacteria; 


Cellvibrio. 
569056 Bacteria_ 
strain CFBP 2341 
Proteobacteria; 
569056 Bacteria_ 


strain TOl 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Enterobacteriales; 
569056 Bacteria_16S 
peptidolytica strain F12-50-Al 16S ribosomal RNA, parti 
peptidolytica Bacteria; 
Pseudoalteromonas. 
569056 Bacteria_16S 
strain KMM 1406 1 


Gammaproteobacteria; Vibrionales; Vibri 


Gammaproteobacteria; Enterobacteriales; 


989762 989810 47 94 
ibosomal RNA, partial sequence 


gi 


991333 991381 47 94 gi 


1003572 1003620 47 94 gi 
16S ribosomal RNA, partial sequence 
1005098 1005146 47 


94 gi 


Proteobacteria; Gammaproteobact 


1065957 1066005 47 94 gi 


1354727 1354799 17 86 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 
16S 1414791 1414839 47 


94 gi 


16S 1468150 1468217 19 83 


ribosomal RNA, partial sequence 


gi 


16S 1640767 1640815 47 94 gi 


Proteobacteria; Gammaproteobacte 


16S 1659135 1659183 47 94 
ribosomal RNA, partial sequence 


gi 


16S 1666815 1666863 47 94 gi 


82 16S ribosomal RNA, partial sequence 


16S 1691086 1691134 47 94 gi 


Proteobacteria; Gammaproteobacte 


16S 1694209 1694257 47 94 gi 


16S 1695753 1695801 47 94 gi 


on 


2 
1 


ri 


se 


265678384 
989496 99101 
Gammaproteobacteria; Enterobacteriales; 
569056 Bacteria_16S 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 
Gammaproteobacteria; Enterobacteriales; 
569056 Bacteria_16S 


strain ATCC 33433 


265678333 
6S ribosomal RNA, partial sequence 1065751 10671 
Gammaproteobacteria; Chromatiales; Chro 
569056 Bacteria_16S 


matiaceae; 
228720264 
artial sequence 
mmaproteobacteria; Vibrion 


224581448 
6S ribosomal RNA, partial sequence 1414552 14160 
Gammaproteobacteria; Pseudomonadales; P 


1467942 14694 
Betaproteobacteria; Rhodocyclales; Rhod 


219878435 
1658880 16603 
aceae; 
219878430 
16665 
Enterobacteriaceae; 
19878413 
sequence 
Pseudomonadales; 


a; 


219878411 
16S ribosomal RNA, partial sequence 1693968 16954 
Gammaproteobacteria; Pseudomonadales; P 


Pseudomonadales; 


udomonadaceae; 
219878410 
1695512 16970 


ref|NR_028686.1 
Citro 
ref|NR_028685.1 
Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
aceae; Kluyv 
ref |NR_028676.1 
e 1004861 100630 
Pse 


ref |NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref|NR_027590.1 
135446 


ref|NR_027230.1 
Pseudomon 


ref |NR_027188.1 


ref|NR_025588.1 
1640520 164203 


ref|NR_025574.1 


Grimontia. 


ref|NR_025569.1 


ref|NR_025552.1 
1690867 169233 


ref 


NR_025550.1 


ref|NR_025549.1 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
Enterobacteriaceae; 
265678383 


bacter. 


Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 
Enterobacteriaceae; 
265678375 

10033 
Enterobacteri 
265678374 
al sequenc 
eria; Alteromonadales; 


bacter. 


Kluyvera ascorbata 


Pseudoalteromonas 


8 Pseudoalteromonas 
udoalteromonadaceae; 


ra ascorbata Bacteria; 
era. 


Rheinheimera pacifica 


pacifica Bacteria; 


Salinivibrio costicola 


9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 
seudomonadaceae; 
224581407 


as. 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 
ocyclaceae; Zoogloea. 
219878449 
equence 
ria; 


Pseudomonas 


1 Pseudomonas 
Pseudomonadaceae; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Escherichia albertii 


Cellvibrio 


5 Cellvibrio 
Pseudomonadaceae; 


70 1668063 Escherichia albertii Bacteria; 
Escherichia. 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
Pseudomonas. 


Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 1794422 1794470 47 94 gi|219878339|ref|NR_025478.1| Vibrio xuii strain 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

569056 Bacteria_16S 1829547 1829614 19 83 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
569056 Bacteria_16S 2042735 2042783 47 94 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

569056 Bacteria_16S 2143303 2143351 47 94 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 


strain Ps 9-14 16 


S ribosomal RNA, partial sequence 


2143068 21445 


22 Pseudomonas koreensis Bacteria; 


Pseudomonas 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
569056 Bacteria_16S 2144808 2144856 47 94 gi|219857638|ref|NR_025227.1 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 214602 


umsongensis Bacteria; 


Pseudomonas. 


569056 Bacteria_16S 
strain KMM 3447 16S ribosomal RNA, parti 


extremorientalis 
extremorientalis 
Pseudomonas. 


569056 Bacteria_16S 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 


Proteobacteria; 


2219039 2219087 47 94 gi 


Bacteria; Proteobacteria; 


Gammaproteobacteria; 


2234195 2234243 47 94 gi 


219857586 
al sequence 
Gammaproteobacteria; 


219857576 


Pseudomonadales; 


ref|NR_025174.1 
221879 


Pseudomonadales; 


ref|NR_025164.1 


7 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 


2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 


2233956 2235447 Pseudomonas 


costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


569056 Bacteria_16S 2317850 2317898 47 94 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
569056 Bacteria_16S 2319442 2319490 47 94 gi|219857516|ref|NR_025104.1] Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Stenotrophomonas. 

569056 Bacteria_16S 2320995 2321043 47 94 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 
strain CFML 97-391 16S ribosomal RNA, partial sequence 2320764 2322265 Pseudomonas brenneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2322547 2322595 47 94 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
strain CFML 97-514 16S ribosomal RNA, partial sequence 2322316 2323816 Pseudomonas grimontii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2499576 2499643 19 83 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

569056 Bacteria_16S 2520921 2520969 47 94 gi|219857363|ref|NR_024951.1| Pseudomonas 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 2520665 2522094 Pseudomonas 


thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
569056 Bacteria_16S 2522401 2522449 47 94 gi|219857362|ref|NR_024950.1| Pseudomonas 
brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 2522145 2523617 Pseudomonas 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
569056 Bacteria_16S 2555226 2555274 47 94 gi|219857340|ref|NR_024928.1| Pseudomonas gessardii 
strain CIP 105469 16S ribosomal RNA, partial sequence 2554974 2556489 Pseudomonas gessardii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2556792 2556840 47 94 gi|219857339|ref|NR_024927.1| Pseudomonas migulae 
strain CIP 105470 16S ribosomal RNA, partial sequence 2556540 2558055 Pseudomonas migulae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2570551 2570599 47 94 gi|219857287|ref|NR_024918.1| Pseudomonas jessenii 
strain CIP 105274 16S ribosomal RNA, partial sequence 2570299 2571813 Pseudomonas jessenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2579672 2579720 47 94 gi|219857281|ref|NR_024912.1| Pseudomonas cedrina 
strain CFML 96-198 16S ribosomal RNA, partial sequence 2579420 2580935 Pseudomonas cedrina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2581238 2581286 47 94 gi|219857280|ref|NR_024911.1| Pseudomonas rhodesiae 
strain CIP 104664 16S ribosomal RNA, complete sequence 2580986 2582507 Pseudomonas rhodesiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2582808 2582856 47 94 gi|219857279|ref|NR_024910.1| Pseudomonas monteilii 
strain CIP 104883 16S ribosomal RNA, partial sequence 2582558 2584074 Pseudomonas monteilii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2584377 2584425 47 94 gi|219857278|ref|NR_024909.1| Pseudomonas orientalis 
strain CFML 96-170 16S ribosomal RNA, partial sequence 2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2595215 2595263 47 94 gi|219857271|ref|NR_024902.1| Pseudomonas mandelii 
strain CIP 105273 16S ribosomal RNA, partial sequence 2594961 2596478 Pseudomonas mandelii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2596781 2596829 47 94 gi|219857270|ref|NR_024901.1| Pseudomonas libanensis 
strain CIP 105460 16S ribosomal RNA, complete sequence 2596529 2598044 Pseudomonas libanensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2636666 2636714 47 94 gi|219857233|ref|NR_024861.1| Citrobacter farmeri 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 2636413 2637923 Citrobacter farmeri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

569056 Bacteria_16S 2641271 2641339 21 86 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

569056 Bacteria_16S 2645930 2645997 19 83 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
569056 Bacteria_16S 2815499 2815547 47 94 gi|219856913|ref|NR_024734.1| Pseudomonas 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 2815260 2816748 Pseudomonas 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
569056 Bacteria_16S 2853674 2853722 47 94 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
strain ATCC 13522 16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

569056 Bacteria_16S 2919770 2919818 47 94 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
569056 Bacteria_16S 2971100 2971148 47 94 gi|219846942|ref|NR_026534.1| Pseudomonas 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 


resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
569056 Bacteria_16S 


3095344 3095392 47 


94 


gi 


219846858 


ref |NR_026450.1 


Ruminobacter 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 


Bacteria; 
569056 Bacteria_16S 
strain DSM 12081 


569056 Bacteria_16S 
strain DSM 11363 


569056 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
gi 
16S ribosomal RNA, partial sequence 3176631 31781 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi 


3113267 3113334 19 


3176890 3176938 47 


3422616 3422664 47 


83 


94 


94 


Proteobacteria; Gammaproteobacteria; Aeromonadales; 
gi 
complete sequence 


219846846 


219846803 


219846629 


Succinivibrionaceae; 


ref|NR_026438.1 


Azoarcus. 


ref|NR_026395.1 


ref|NR_026221.1 


Ruminobacter. 
Azoarcus anaerobius 


3113039 3114569 Azoarcus anaerobius Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 
Pseudomonas. 


Pseudoalteromonas 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 


luteoviolacea Bacteria; 


Pseudoalteromonas. 
569056 Bacteria_16S 


Proteobacteria; 


3555946 3556013 19 


Gammaproteobacteria; Alteromonadales; 


83 


strain 106 16S ribosomal RNA, partial sequence 


569056 Bacteria_16S 


3761327 3761375 47 


94 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


569056 Bacteria_16S 


strain B62 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


569056 Bacteria_16S 
strain Td-21 16S 


569056 Bacteria_16S 


oryzihabitans strain L-1 16S ribosomal RNA, 
oryzihabitans Bacteria; 


Pseudomonas. 
569056 Bacteria_16S 
strain DSS12 16S 


569056 Bacteria_16S 
strain CTCBS1 16S 


569056 Bacteria_16S 


borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


Bacteria; 
569056 Bacteria_16S 
antarctica strain 
Bacteria; 
Pseudoalteromonas. 
569056 Bacteria_16S 
aerodenitrificans 
aerodenitrificans 
Microvirgula. 
569056 Bacteria_16S 


F186 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


569056 Bacteria_16S 


ribosomal RNA, 


Bacteria; 


3809436 3809484 47 


3854989 3855056 19 


3905649 3905697 47 
Proteobacteria; 


3950552 3950600 47 


44054 44093 47 


47080 47119 47 


81742 81781 47 


248498 248565 19 


254484 254523 47 


353036 353075 47 


Proteobacteria; 


94 


complete sequence 


83 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


94 


94 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


86 


complete sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


86 


86 


83 


86 


254252 255652 Afipi 


86 


strain 941 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


569056 Bacteria_16S 
strain AS130 16S 


569056 Bacteria_16S 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Pseudovibrio. 
569056 Bacteria_16S 
strain PL7HG1 16S 


569056 Bacteria_16S 
populi BJ001 16S 
Bacteria; 
569056 Bacteria_16S 
strain TF-27 16S 


569056 Bacteria_16S 


354495 354534 47 


370888 370927 47 


383043 383082 47 


415564 415603 47 


434037 434076 47 


547195 547234 47 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


86 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


86 


gi 
35 


gi 
37 


gi 
38 


gi 
38 


gi 


complete sequence 
Gammaproteobacteria; 


gi 
39 


gi 
43 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


NF3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


gi 


strain Sgly2 16S ribosomal RNA, partial sequenc 
Betaproteobacteria; N 


gi 


gi 
35 


Hyphomicrobiace 


gi 
35 


Hyphomicrobiace 


gi 


gi 


382807 38428 


gi 


415329 41680 


gi 


433793 43528 


gi 


Shewanellac 


219846538 
55718 35572 


219846391 
61076 37625 


219846356 
09177 38107 


219846325 
54781 38562 


219846291 


219846258 
50287 39517 


265679034 
805 45323 


265679032 
46828 


265679009 
81499 


265678896 


265678892 


265678821 


2821 35423 


265678820 
4284 35569 


265678807 


Rhod 


265678799 


265678777 


265678765 


Pseudomonadales; 


Halomonadaceae; 


ref|NR_026130.1 


Zoogloea. 
ref|NR_025982.1 


ref|NR_025947.1 


ref |NR_025915.1 


Azoarcus. 
NR_025881.1 


ref |NR_025848.1 


Shewanella. 
NR_029342.1 


eae; 
ref 


ref|NR_029340.1 
48321 


ref |NR_029317.1 
83011 


ref |NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref|NR_029200.1 
a broomeae Bacte 
ref|NR_029126.1 


ae; 
ref 


Rhodoplanes. 
NR_029125.1 
ae; Rhodoplanes. 
NR_029112.1 
370665 372098 
obacterales; Rho 


ref |NR_029104.1 


ae; 
ref 


Bradyrhizobi 
NR_029082.1 


lobacteriaceae; 
ref|NR_029070.1 


Shewanella. 


265678687 


Pseudoalteromonadaceae; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
Geobacter. 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 
Pseudomonas. 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Pseudomonas 


3905392 3906918 Pseudomonas 
Pseudomonadaceae; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 
Carnimonas. 


Alcanivorax 


Alcanivorax borkumensis 
Alcanivoracaceae; 


Alcanivorax. 
Pseudoalteromonas 


Pseudoalteromonas antarctica 
seudoalteromonadaceae; 


Microvirgula 
Microvirgula 
sseriaceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 
Shewanellaceae; 


ref|NR_028992.1 


Pseudoalteromonas 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 


mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


569056 Bacteria_16S 
strain BCH 16S ri 
G 
569056 Bacteria_16S 
acidiphila strain 
Proteob 
569056 Bacteria_16S 
strain ThSch 12 1 
G 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


597098 597137 47 86 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
649068 649107 47 86 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
703217 703256 47 86 gi 


gi 


ammaproteobacteria; Chromatiales; Chro 


265678654 
596871 59824 
matiaceae; 
265678618 
e 
les; Beije 
265678580 
6S ribosomal RNA, partial sequence 702960 70436 
matiaceae; 


64884 


ref |NR_028959.1 
Thiobaca. 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Me 
ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 


+ 


° 
h 


569056 Bacteria_16S 732128 732167 47 86 gi|265678560|ref|NR_028864.1 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacter 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

569056 Bacteria_16S 733551 733590 47 86 gi| 265678559 |ref|NR_028863.1 
halophila strain 4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohal 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioha 
569056 Bacteria_16S 770707 770785 20 94 gi| 265678532 |ref|NR_028836.1 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 77198 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
569056 Bacteria_16S 824445 824484 47 86 gi|265678496|ref|NR_028799.1 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacter 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

569056 Bacteria_16S 825947 825986 47 86 gi|265678495|ref|NR_028798.1 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

569056 Bacteria_16S 870053 870092 47 86 gi| 265678465 |ref|NR_028768.1 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhiz 
Bradyrhizobium. 

569056 Bacteria_16S 901805 901844 47 86 gi| 265678443 |ref|NR_028745.1 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothi 
Thioalkalivibrio. 

569056 Bacteria_16S 937336 937375 47 86 gi|265678420|ref|NR_028722.1 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoal 
Pseudoalteromonas. 

569056 Bacteria_16S 1014124 1014163 47 86 gi|265678368|ref|NR_028670.1 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteri 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

569056 Bacteria_16S 1015620 1015659 47 86 gi| 265678367 |ref|NR_028669.1 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 10168 


Proteobacteria; 


Rhodopseudomonas. 


569056 Bacteria_16S 


strain JCM 21370 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
569056 Bacteria_16S 1139806 1139845 47 86 gi| 253680763 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salini 
Salinisphaera. 

569056 Bacteria_16S 1142835 1142874 47 86 gi| 253680761 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Pannonibacter. 

569056 Bacteria_16S 1174652 1174691 47 86 gi| 228718578 


DSM 16069 16S rib 
Proteob 
569056 Bacteria_16S 


Bacteria; 


strain Eplumel 16 
Proteobacteria; 


strain Esulfidel 
Proteobacteria; 


569056 Bacteria_16S 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 


G 
569056 Bacteria_16S 
rhenobacensis str 
rhenobacensis Bac 


G 
569056 Bacteria_16S 


G 


ammaproteobacteria; Pseudomonadales; M 
1056838 1056877 47 86 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 
1070432 1070471 47 


86 gi 


osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1213933 1213972 47 86 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1215413 1215452 47 86 gi 


a 


ammaproteobacteria; Oceanospirillales; 


1308766 1308833 12 76 gi 


oraxellace 
265678339 
al sequenc 
eria; 


265678330 
16S ribosomal RNA, partial sequence 1070184 10716 


1174405 11758 


224581436 
1213697 12151 


224581404 
16S ribosomal RNA, partial sequence 1215201 12166 


228721488 


Rhiz 


Halomonad 


Halomonad 


ae; Moraxella. 
ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref|NR_028632.1 


llaceae; Tistrel 
ref|NR_028011.1 

1139586 114102 
sphaerales; Sali 


ref|NR_028009.1 
1142608 114408 
bacterales; Rhod 


ref|NR_027574.1 


ref|NR_027218.1 


acea 
ref 


e; Halomonas 
NR_027185.1 


acea 
ref 


e; Halomona 


7 
ak 


1 


5 


2 


NR_027611.1 


facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Hyphomicrobium. 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Methylocapsa 
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ia; Alte 


ia; Rhiz 


v 


Rhizobi 
ref|NR_025855.1 


Afife 
ref 


lla. 
NR_025852.1 


aceae; 


raceae; Acidocel 


219846249 
3963836 3965295 Rhodocyclus tenuis Bacteria; 


ref 


NR_025839.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 


e 


aE 


fo} 


i 


i 


Hyphomi 


r 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Methylosinus sporium 
osinus sporium Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Methylocella palustris 
s Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Magnetospirillum 
3 Magnetospirillum 


Rhodospirillaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 

Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Shewanella 
5 Shewanella 
wanellaceae; 
Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Methylobacterium 
1 Methylobacterium 
teriaceae; 


Shewanella. 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Rhodocyclus tenuis 


569056 Bacteria_16S 


strain CL-SP19 16 
Proteobacteria; 


strain 25-4 16S r 
Proteobacteria; 


strain ATCC 15466 
Proteobacteria; B 


569056 Bacteria_16S 
aliena strain KMM 


Bacteria; Proteob 
Pseudoalteromonas 


569056 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


569056 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


569056 Bacteria_16S 


translucida strai 
translucida Bacte 
Pseudoalteromonas 


569056 Bacteria_16S 


paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas 


569056 Bacteria_16S 


strain 34633 16S 
Proteobacteria; A 


569056 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


569056 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


569056 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; 


569056 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


569056 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


569056 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


569056 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


569056 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


569056 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


569056 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


569056 Bacteria_16S 
n AU3313 16S ribosomal RNA, partial se 


respiraculi strai 
respiraculi Bacte 


569056 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


3982978 3983017 47 86 
S ribosomal RNA, partial sequence 


gi 


ammaproteobacteria; Xanthomonadales; xX 
4037182 4037244 19 78 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Th 
4052190 4052229 47 86 gi 
3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


an 


io 


ne 
na 


4178627 4178666 47 86 gi 


ammaproteobacteria; Alteromonadales; She 
4189275 4189337 19 78 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 


af 
ba 


4213457 4213496 47 86 gi 
n KMM 520 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


eq 


4215011 4215050 47 86 gi 
ain KMM 3548 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


1 
er 


4222619 4222658 47 86 
ribosomal RNA, partial sequence 


gi 


Methylobacter. 

341167 341236 20 86 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
545710 545756 49 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
588112 588174 19 78 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
662380 662426 49 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ce 
ha 


E 


rk 


E 


666990 667059 20 86 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
689713 689759 49 94 gi 


nc 
ri 


ammaproteobacteria; Enterobacteriales; 
716704 716750 49 94 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
757026 757095 20 86 gi 


E 


E 


ria; Proteobacteria; Betaproteobacteri 
763051 763121 19 86 gi 
ribosomal RNA, partial sequence 


a; 


569056 Bacteria_16S 


strain 12993 16S 


818286 818332 49 94 
ribosomal RNA, partial sequence 


gi 


219846236 
3982735 39841 


219846185 


219846094 
6S ribosomal RNA, partial sequence 4178357 41798 


219846083 
sequence 


219846065 
ia; 
219846064 
sequence 


ia; Alte 


219846056 
4222451 42238 


265678830 


265678688 


265678660 
587905 58931 


265678607 
662137 66364 


265678604 


265678589 
16S ribosomal RNA, partial sequence 689459 69096 


265678570 
716437 71796 


265678541 
quence 


265678537 
762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 
265678500 
818049 819507 Kluyvera cryocrescens Bacteria; 


40370 
monas. 


e 40519 
dales; 


wanellac 


cteria; 


uence 


v 


34093 
les; Pis 


54547 


nterobac 


holderia 


nterobac 


e 66678 
llales; 


nterobac 


nterobac 


Burkhol 


thomonad 
219846198 


P 


Altero 


ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 


ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
3999319 3999358 47 86 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
ibosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 


aceae; Silanimon 
ref|NR_025788.1 
01 4038390 Thiomo 


as. 
Thiomonas intermedia 
nas intermedia Bacteria; 


ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 

eae; Shewanella 
ref|NR_025673.1 
189049 419056 


Burkholderiales; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


rs 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


ref|NR_025655.1 
4213214 421471 
monadales; Pseud 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


ref|NR_025646.1| Afipia massiliensis 
25 Afipia massiliensis Bacteria; 


lphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
4239233 4239272 47 86 gi|219846042|ref|NR_025632.1| Methylobacterium 
GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
4240692 4240731 47 86 gi|219846041|ref|NR_025631.1| Methylobacterium 
GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
193099 193168 20 86 gi| 265678934 |ref|NR_029242.1| Methylobacter 
in 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 


Methylococcales; 


ref|NR_029135.1 
6 342344 Hydrog 
cirickettsiaceae 
ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref |NR_028965.1 
0 Burkholderia 


Hydrogenovibrio 

enovibrio marinus 

+ Hydrogenovibrio. 

Enterobacter kobei 

bacter kobei Bacteria; 

obacter. 

Burkholderia tropica 
tropica Bacteria; 

ceae; Burkholderia. 

ref|NR_028912.1] Enterobacter cloacae 

7 Enterobacter cloacae Bacteria; 

teriaceae; Enterobacter; Enterobacter 


ref |NR_028909.1 
6 668269 Glucon 


Gluconacetobacter 
acetobacter entanii 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028875.1| Enterobacter pyrinus 
8 Enterobacter pyrinus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028845.1| Cupriavidus 

756798 758254 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028841.1| Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 


v 


ref|NR_028803.1| Kluyvera cryocrescens 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


569056 Bacteria_16S 819791 819837 49 94 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 
strain 256 16S ribosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

569056 Bacteria_16S 822851 822920 20 86 gi|265678497|ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
569056 Bacteria_16S 844269 844315 49 94 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 845502 Samsonia erythrinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 

569056 Bacteria_16S 848711 848757 49 94 gi|265678480|ref|NR_028783.1| Klebsiella 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 

569056 Bacteria_16S 873024 873093 20 86 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
strain N-1 16S ribosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

569056 Bacteria_16S 892459 892520 20 78 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

569056 Bacteria_16S 986604 986650 49 94 gi| 265678386 |ref|NR_028688.1| Citrobacter murliniae 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 986336 987865 Citrobacter murliniae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
569056 Bacteria_16S 988184 988230 49 94 gi|265678385|ref|NR_028687.1| Citrobacter braakii 
strain 167 16S ribosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

569056 Bacteria_16S 997514 997583 20 86 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
569056 Bacteria_16S 1029334 1029403 20 86 gi| 265678358 |ref|NR_028660.1| Thiomicrospira 
thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
569056 Bacteria_16S 1118573 1118619 49 94 gi|228716249|ref|NR_027549.1| Escherichia fergusonii 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 1119805 Escherichia fergusonii ATCC 35469 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
569056 Bacteria_16S 1185147 1185193 49 94 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

569056 Bacteria_16S 1186658 1186704 49 94 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

569056 Bacteria_16S 1188169 1188215 49 94 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

569056 Bacteria_16S 1189680 1189726 49 94 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

569056 Bacteria_16S 1372773 1372835 19 78 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

569056 Bacteria_16S 1384879 1384927 47 94 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

569056 Bacteria_16S 1411752 1411830 20 94 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 


strain B-10-31 16 
Proteobacteria; 


denitrificans K60 
Alicycliphilus. 


569056 Bacteria_16S 


strain KMM 227 16 
Proteobacteria; 


strain 888-76 16S 
Proteobacteria; 


halodurans strain 
Bacteria; Proteob 


569056 Bacteria_16S 


G 
569056 Bacteria_16S 
denitrificans str 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 
34Alc 16S ribosomal RNA, partial sequ 


S ribosomal RNA, partial sequence 


1480368 1480437 20 86 gi 


1 Bacteria; Proteobacteria; 
1546879 1546949 19 86 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1671423 1671469 49 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1765776 1765845 20 86 gi 


gi 


acteria; Gammaproteobacteria; Chromati 
1878267 1878336 20 86 gi 


1411537 14130 
ammaproteobacteria; Alteromonadales; P 


ain K601 16S ribosomal RNA, partial se 
Betaproteo 


1546665 15481 


1671187 16725 


seudoalter 
219878371 
quence 
bacteria; 


219857260 


diomarinac 
219878427 


Enterobac 
219878360 
ence 17655 
ales; Ecto 


omonadaceae; Alg 
NR_025510.1 
1480151 148165 
Burkholderiales; 


ref |NR_024891.1 
eae; Idiomarina. 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 


219878282 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 


34 Algicola sagamiensis Bacteria; 


icola. 

Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 


ref |NR_025421.1 
1878060 187954 


Limnobacter 
7 Limnobacter 


569056 Bacteria_16S 
mannitolilytica s 
mannitolilytica B 


Ralstonia. 


569056 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; 


Serratia. 


569056 Bacteria_16S 


strain DSM 30063 
Proteobacteria; 


strain DSM 4576 1 
Proteobacteria; 


strain DSM 12358 
Proteobacteria; 


strain DSM 4594 1 
Proteobacteria; 


strain $3/2-161 1 
Proteobacteria; 


strain S1/1-984 1 
Proteobacteria; 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


569056 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; 


carotovorum subsp 


Enterobacteriales 


569056 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


569056 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


569056 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


569056 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; G 


569056 Bacteria_16S 


NCTC 5923 16S rib 
Proteobacteria; G 


569056 Bacteria_16S 


strain ATCC 33638 
Bacteria; Proteob 


569056 Bacteria_16S 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


569056 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


569056 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


G 
569056 Bacteria_16S 
proteamaculans st 
proteamaculans Ba 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 
odoriferum strain LMG 17566 16S ribo 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 


1922309 1922378 20 86 gi 


acteria; Proteobacteria; 


1987997 1988043 49 94 gi 
ammaproteobacteria; Enterobacteriales; 
1989545 1989591 49 94 gi 


cteria; Proteobacteria; 


1991093 1991139 49 94 gi 
ammaproteobacteria; Enterobacteriales; 
1992636 1992682 49 94 gi 


ammaproteobacteria; Enterobacteriales; 
1994184 1994230 49 94 gi 


ammaproteobacteria; Enterobacteriales; 
1995719 1995765 49 94 gi 


ammaproteobacteria; Enterobacteriales; 
2004950 2004996 49 94 gi 


ammaproteobacteria; Enterobacteriales; 
2006496 2006542 49 94 gi 


ammaproteobacteria; Enterobacteriales; 
2008040 2008086 49 94 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; 
2009599 2009645 49 


94 gi 


ammaproteobacteria; Enterobacteriales; 
2027471 2027517 49 94 gi 


; Enterobacteriaceae; Pectobacterium. 


2088754 2088792 47 85 gi 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2120674 2120720 49 94 gi 
ia; Enterobacteriales; Enterobacteriac 
2146315 2146361 49 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2238781 2238827 49 94 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2240292 2240338 49 94 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241803 2241849 49 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2243314 2243360 49 94 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


2275568 2275637 20 86 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2283208 2283277 20 86 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 


569056 Bacteria_16S 


psychrophilus str 


2439222 2439291 20 86 gi 
ain Z-0021 16S ribosomal RNA, complete 


train LMG6866 16S ribosomal RNA, parti 
Betaproteobac 


rain DSM 4543 16S ribosomal RNA, parti 
Gammaproteobac 


16S ribosomal RNA, partial sequence 1993927 19 


6S ribosomal RNA, partial sequence 1995493 19 


6S ribosomal RNA, partial sequence 2004699 20 


6S ribosomal RNA, partial sequence 2006247 20 


Gammaproteobacter 


6S ribosomal RNA, partial sequence 2009346 20 


219878246 
al 
teria; 


219878203 


6S ribosomal RNA, partial sequence 1987760 19892 
nterobac 


E 
219878202 
al 
teria; 


219878201 


16S ribosomal RNA, partial sequence 1990842 19923 
nterobac 


E 
219878200 


6S ribosomal RNA, partial sequence 1992387 19938 
nterobac 


E 
219878199 
954 

Entero 
219878198 
969 

Entero 
219878192 
061 

Entero 
219878191 
077 

Enterobac 

219878190 
sequence 
ia; Ent 


v 


219878189 
108 
Enterobac 
219878177 
somal RNA, 


219878130 


2088549 2089942 Nevsk 


Nevskia. 
219857654 


somal RNA, partial sequence 2120505 2121907 Cedec 


eae; Cedec 
219857637 


2146078 21475 
udomonad 


se 
219857573 


2238534 22399 


Enterobac 
219857572 


2240045 22415 


Enterobac 
219857571 
22415 
cteriales; 
219857570 

partial s 
obacteria; 


219857549 
nce 22753 
riales; Bu 
219857544 


2282981 22844 


ethylococc 
219857428 


sequenc 
Bur 


sequenc 
Ent 


bac 


bac 


bac 


ero 


ref|NR_025385.1 
e 1922112 19235 
kholderiales; B 
ref |NR_025342.1 
teriaceae; Tatu 
ref |NR_025341.1 
e 1989290 19907 
erobacteriales; 
ref |NR_025340.1 


teri 
ref 


aceae; Serr 
NR_025339.1 


teri 
ref 


aceae; Serr 
NR_025338.1 


teri 
ref 


aceae; Serr 
NR_025337.1 


teri 
ref 


aceae; Rahn 
NR_025331.1 


teri 
ref 


aceae; 
NR_025330.1 


teriaceae; 
ref |NR_025329.1 

2007792 200929 
bacteriales; En 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butt 
ref |NR_025316.1 
partial sequenc 


ref 
iar 


NR_025269.1 
amosa Bacte 


ref 
ead 
ea. 

ref 


NR_025243.1 
avisae Bacte 


NR_025226.1 


aceae; Pseudomon 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref |NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 

ref |NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025016.1 


sequence 


2438995 244052 


6 
u 


9 


ia 


r 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
mella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 
a 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 
a 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 
a 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
e 


lla. 
Buttiauxella izardii 


96 Buttiauxella izardii Bacteria; 
Butti 


auxella. 
Buttiauxella gaviniae 


41 Buttiauxella gaviniae Bacteria; 
Butti 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 
ak 


auxella. 
Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Cedecea davisae strain 
ria; Proteobacteria; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 
Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Cupriavidus 

vidus campinensis 
Cupriavidus. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Methylobacter 

1 Methylobacter 


psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


Methylobacter. 


CGACGTCAAATCATCATGCCCCTTATGTCCTGGGCCACACACGTACTACAATGGTGGT TAACAGAGGGAGGCAATACCGCGAGGTGGAGCAAATCCCTAAAAGCC 
ATCCCAGTTCGGATTGCAGGCTGAAACCCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGAGAGTCGGGAACACCCGAAGTCCGTAGCCTAACCGCAAGGAGGGCGCGGCCGAAGGTGGGTTCGATAATTGGGGTGAAGTCGTAACAA 
GGTAGCCGTATCGGAAGGTGCGGCTGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGGAGTTGTTTTGGAGAAGCCCTTCGGGGTGGAACTGATTCA 
ACTTAGTGGCGGACGGGTGAGTAACACGTGAGCAACCTGCCTTACAGAGGGGAATAACGTTTGGAAACGAACGCTAATACCGCATAACATAACGGAATCGCATGG 
TTTTGTTATCAAAGATTATATCGCTGTAAGATGGGCTCGCGTCTGATTAGATAGTTGGTGAGGTAATGGCTCACCAAGTCGACGATCAGTAGCCGGACTGAGAGG 
TTGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGA 
AGGAAGAAGGCCTTCGGGTTGTAAACTTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCAAGTTGAATGTGAAATCTATGGGCTTAACCCATAAACTGCGTTCAAAA 
CTGCAGTTCTTGAGTGAAGTAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT 
AACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTAGGTGTAGGGGGGTCAACCTTCTGT 
GCCGGAGTTAACACAATAAGTAATCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCAACTAACGAAGTAGAGATACATTAGGTGCCCTTCGGGGAAAGTTGAGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACATTTAGTTGCTACGCAGAGCACTCTAGATGGACTGCCGTTGACAAAAC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCTATTAACAGAGGAAGCAAAACAGTGATGTGGAGCA 
AACCCCTAAAAATAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAACACCCGAAGTCAGTAGTCTAACCGCAAGGAGGACGCTGCCGAAGGTGGGGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGTTCCTTCGGGAGT 
GGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATAGCCTTTCGAAAGGAAGATTAATACCGCATAAGATTGTAGTGCCGCATG 
GCATAGCAATTAAAGGAGTAATCCGCTATGAGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGT 
GAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAAGTGGGATGTGAAATACTCGGGCTTAACCTGGGTGCTGCATTCCA 
AACTGGATATCTAGAGTGCAGGAGAGGAAAGTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGACTTTCTGGACT 
GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTGTCATGACCT 
CTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGT 
TTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCTTAATCGGGGAAGCCCTTCGGGGCAGGAAGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTT 
AACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCTGGTACAGAGAGATGCTAAACCGTGAGGTG 
GAGCCAAACTTTAAAACCAGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGC TAACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNTGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAGAATCAGCTTGCTGATTTGAGACCGGCGCACGGGTGCG 
TAACGCGTATGCAACCTACCTTTTACAGGGGAATAGCCCGAAGAAATTTGGATTAATGCCCCATAGATTATTGACAAGGCATCTTGTTAATATTAAAGTTTTGGC 
GGTAAGAGATGGGCATGCGTTCTATTAGCTAGTTGGTATGGTAACGGCATACCAAGGCGACGATAGATAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTG 
AGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCTTATGGGTTG 
TAAACTGCTTTTATACAGGAAGAATAAGGAGTACGTGTATTTCGATGACGGTACTGTATGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGATGCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCATGTAAGTCAGAGGTGAAATAACTGGGCTCAACCGAGTGGTTGCCTTTGAAACT 
GCATGTCTTGAATGTTTGTGAAGTGGCCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCAATTGCGAAGGCAAGTCACTAACAAATGA 
TTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTCGATTTTCGGATTGAGTGGC 
TAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GATGATACGCGAGGAACCTTACCAAGGTTTAAATGTAGATTGACAGGGCAAGAGATTGCTTTTTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCT 
CGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTACTGATAGTTACCAGCAAGTGAAGTTGGGTACTCTATTGGGACTGCCGGTGCAAACCGT 
GAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACATCTTGGGCTACACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACCGGGTGACCGGGAGCGA 
ATCTATAAACCCTATCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGGGTACCTGAAGTCGGTCGCCGCAAGGAGCTGCCTAGGGTAAAACTGGTGACTGGGGCTAAGTCGT 
AACAAGGTAGCTGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTAGAAGACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNT 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCAGAACTAACAGATCTACTTCGGTAGTGACGTTTCGGAAGCGAGCGGCGGATGGG 
TGAGTAACACGTGGGTAACCTGCCCTTAAGTCTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAACAACAAGTGCTGCATGGCACTTGCTTGAAAGGCGG 
CGCAAGCTGTCACTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCATAGCCGAGTTGAGAGACTGATCGGCCA 
CATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT 
TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAGAAATAAGTCTGATGTGAAAGCCCTCGGCTTAACCGGGG 
AATTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCG 
GCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGA 
GGTTTCCGCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTAGCGCAATCCGTAGAGATACGGAGTCCCTTCGGGGACGCTAAGACAGG 
TGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCAGCATTAAGTTGGGCACTCTAATG 
AGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAGC 
AAGCCTGCGAAGGCAAGCGAATCTCTGAAAGCTGTTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGCTGGAATCGCTAGTAATCGCGGATCAGCAC 
GCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCTGCAATGCCCGAAGCCGGTGGCCTAACCTTCGGGAAGGAGCCGTCTAA 
GGCAGGGCAGATGACTGGGGTGAAGTAGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAACCGACGGAGAAACTTGTTTCTCTTGACGTGAGTGGCGGACGGGT 
GAGTAACACGTGGGAAACCTACCCTCTAGCGGGGGATAACTATCGGAAACGGTAGCTAATACCGCATAAACCTTAAGCTCGCATGAGTTTGAGTTGAAAGACGGC 
TTTTGCTGTCACTAGAGGATGGTCCCGCGGTGCATTAGTTAGTTGGTGGGGTAACGGCCTACCAAGACGATGATGCATAGCCGACCTGAGAGGGTGATCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAATGCCGCGTGTGTGAAGAAGGTC 
TTCGGATCGTAAAGCACTGTTATTAGAGAAGAACAGTCAGTAGAGTAACTGTTACTGATTTGACGGTATCTAATCAGAAAGTCACGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCTACGGCTCAACCGTAGA 
AGGTCATTGGAAACTGGCAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGA 
CTTTCTGGTCTGACACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGTTAAGTGTTGGGGG 
GCTTCCACCCCTCAGTGCTGGCGTTAACGCAATAAACACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTTGCATAGCCTAGAGATAGGTGAAATCCTACGGGACAAGGAGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTACTAGTTGCCAGCATTGAGTTGGGGACTCTAGTGA 


569056 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


569056 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


569056 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


569056 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


569056 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


569056 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


569056 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


569056 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


569056 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


569056 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


569056 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


569056 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


569056 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; G 
569056 Bac 
strain JCM1235 
Proteobacteria; 
569056 Bacteria 
strain JCM1237 
Proteobacteria; 
569056 Bacteria_ 
strain JCM1234 16 
Proteobacteria; G 
569056 Bacteria_ 
strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


16 
G 
16 
G 


569056 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; G 


569056 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


569056 Bacteria_16S 
DES11 16S ribosomal RNA, partial seque 


europaeus strain 
Bacteria; Proteob 


569056 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


intermedius strai 
Bacteria; Proteob 


teria_16S 


16S 


16S 


16S 


teria; 


acteria; Alphaproteobacteria; Caulobac 
569056 Bacteria_16S 
n TF2 16S ribosomal RNA, 
acteria; Alphaproteobacteria; Rhodospi 


2461997 2462043 49 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2505700 2505769 20 86 gi 


ct 


219857408 


24617 
eriales; 


219857373 


16S ribosomal RNA, partial sequence 2505486 25069 


ammaproteobacteria; Chromatiales; Ectoth 
2508756 2508825 20 86 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 


Proteobacteria; Alphaproteobacteria; 


ue 
R 


, 


2561420 2561466 49 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2619975 2620021 49 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2635104 2635150 49 94 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2749162 2749231 20 86 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


se 


E 


ct 


eq 
ri 
2762724 2762770 49 


94 gi 


16S ribosomal RNA, partial sequence 2762542 27 


acteria; Gammaproteobacteria; Enterobact 
2764240 2764286 49 94 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2765756 2765802 49 94 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2859883 2859921 48 86 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2922864 2922910 49 94 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2946971 2947017 49 94 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2948461 2948507 49 94 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2949949 2949995 49 94 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2951450 2951496 49 94 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2952948 2952994 49 94 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


E 


E 


ar 
ob 


ne 


na 


E 


E 


E 


E 


E 


2966520 2966566 49 94 gi 


iorhodos 


219857371 


nce 
hodospir 


219857336 


25611 


26197 
nterobac 


219857234 


26348 
eriales; 


219857154 


uence 


a; Burkh 


219857142 


639 


eriales; 


219857141 
2763991 27 


654 


nterobac 


219857140 
2765507 27669 


nterobac 


219856884 
tial seq 


acteria; 


219856841 


e 29226 
dales; X 


219856825 
2946729 29481 


nterobac 


219856824 
2948221 29496 


nterobac 


219856823 
2949709 29511 


nterobac 


219856822 
2951208 29526 


nterobac 


219856821 
2952708 29541 


nterobac 


219846946 


6S ribosomal RNA, partial sequence 2966273 29677 


ammaproteobacteria; Enterobacteriales; E 
2972617 2972663 49 94 gi 
ain DSM 50332 16S ribosomal RNA, parti 


Proteobacteria; Gammaproteobact 


al 
er 
3003201 3003270 20 86 gi 
nc 
acteria; Alphaproteobacteria; Rhodospiri 
3025738 3025776 48 86 gi 
16S ribosomal RNA, partial sequence 

te 
3117884 3117953 20 86 gi 
complete sequen 


baa 


569056 Bacteria_16S 


strain ATCC 13313 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


nterobac 


219846941 


sequenc 
ia; Pseu 


219846921 


e 30029 
llales; 


219846906 


30255 
rales; C 


219846843 


ce 31176 
llales; 


3270701 3270747 49 94 gi 
16S ribosomal RNA, partial sequence 


219846740 


udomonad 
219857252 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref|NR_024961.1 


piraceae; Alkali 
ref|NR_024959.1 

2508571 251001 
illales; Acetoba 


ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024782.1 

2748935 275045 
olderiales; Coma 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024644.1 


teri 
ref 


aceae; Serra 
NR_024643.1 


teri 
ref 


aceae; Enter 
NR_024642.1 


teriaceae; Enter 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref |NR_024640.1 
29 Enterobacter 
teriaceae; Enter 


ref|NR_026538.1 
teriaceae; Dicke 
ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref|NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Gluconacetobacter 

7 Gluconacetobacter 

cteraceae; 


Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 
Kluyvera georgiana 
ra georgiana Bacteria; 
era. 
Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


58 Enterobacter aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


57 Enterobacter amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Pseudomonas 

5 Pseudomonas 

udomonadaceae; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 


, 


’ 


ref|NR_026332.1 


Shigella dysenteriae 


3270447 3271933 Shigella dysenteriae Bacteria; 


Shige 


lla. 


569056 Bacteria_16S 
strain ATCC 29903 
Proteobacteria; 
569056 Bacteria_16S 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


hansenii Bacteria; 
Gluconacetobacter. 
569056 Bacteria_16S 


3272239 3272285 49 


3552858 3552927 20 


3630196 3630273 21 


94 


86 


94 


strain Dfr2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
569056 Bacteria_16S 
strain HK 204 16S 
Proteobacteria; 
569056 Bacteria_16S 
strain EN 101 16S 
Proteobacteria; 
569056 Bacteria_16S 


betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 
betavasculorum Bacteria; 


Pectobacterium. 
569056 Bacteria_16S 
strain 1846 16S 
Proteobacteria; 

569056 Bacteria_16S 


Deltaproteobacteria; 


3668407 3668453 49 


3669914 3669960 49 


3672930 3672976 49 
Proteobacteria; 


3674435 3674481 49 


3949014 3949083 20 


94 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


94 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


94 


Gammaproteobacteria; 


94 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


86 


strain 101 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


569056 Bacteria_16S 


psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


psittacicida Bacteria; 
Volucribacter. 
569056 Bacteria_16S 


4123289 4123358 20 
Proteobacteria; 


4234693 4234739 49 


86 


94 


strain F2R9 16S ribosomal RNA, partial sequence 


Proteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi 


gi 
36 


Desulfuromonadales; 


gi 
36 


gi 
36 


gi 


gi 
36 


gi 
39 


gi 


gi 


4234473 42358 


Gammaproteobacteria; Enterobacteriales; 
569056 Bacteria_ 
strain U 5/41 16S ribosomal RNA, partial sequence 


16S 4245199 4245237 49 87 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


4244934 42463 


569056 Bacteria_16S 


lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 36326 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; 


569056 Bacteria_16S 
asymbiotica subsp. 


Enterobacteriales; 
569056 Bacteria_16S 
luminescens subsp. 


363414 363491 12 


399944 399981 49 


516675 516712 49 


86 


86 


86 


gi 


gi 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriaceae; 


gi 


thracensis strain 39-8 16S ribosomal 


219846739 
32719 


219846541 


219846485 
29961 36314 


219846458 
68184 36696 


219846457 
69690 36711 
Enterobac 
219846455 


219846454 
74212 36756 
Enterobac 
219846259 
48831 39502 


219846134 


219846045 


Enterobac 
219722938 


Enterobac 
265678812 


c 
265678788 


265678707 
RNA, 


Rhodospirillales; 


Geobacteraceae; 


Enterobacteriales; 


Acetobacteraceae; 


Pasteurellales; 


complete 


ref|NR_026331.1 
84 3273471 Shigel 


ref|NR_026133.1 
3552654 355413 


ref|NR_026077.1 


ref|NR_026049.1 


ref |NR_026048.1 
teriaceae; Brenn 
ref |NR_026046.1 
367270 


ref|NR_026045.1 
teriaceae; Panto 
ref|NR_025849.1 


Acidocel 
NR_025724.1 
412310 

Paste 


ref 


ref|NR_025635.1 


teriaceae; Klebs 
ref|NR_024570.1 


teriaceae; Esche 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029093.1 
rtial sequence 


ref|NR_029012.1 


sequence 


Shigella flexneri 
la flexneri Bacteria; 


Shigella. 


Gluconacetobacter 
4 Gluconacetobacter 


Acetobacteraceae; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
Geobacter. 


Erwinia persicina 


39 Erwinia persicina Bacteria; 
Erwinia. 


Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 

Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 


Escherichia coli 


83 Escherichia coli Bacteria; 


richia, 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Photorhabdus 

399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 
569056 Bacteria_16S 


warmboldiae strain NSW 326 


warmboldiae Bacteria; 
Buttiauxella. 
569056 Bacteria_16S 
strain XINach 16S 
Proteobacteria; 
569056 Bacteria_16S 
luminescens subsp. 


Enterobacteriales; 
569056 Bacteria_16S 
strain AB1110 16S 
Proteobacteria; 
569056 Bacteria_16S 


Enterobacteriaceae; 


691266 691311 50 
Proteobacteria; 


721347 721384 49 


724516 724553 49 


751103 751183 6 


859323 859400 21 


Photorhabdus. 


94 


86 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


86 


83 


ribosomal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


94 


strain K1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
569056 Bacteria_16S 
litoralis strain 
Bacteria; 
569056 Bacteria_16S 


Deltaproteobacteria; 


934313 934358 50 


935844 935885 54 


94 


94 


strain SJ 16S ribosomal RNA, partial sequence 


Proteobacteria; 
569056 Bacteria_16S 


antarcticus strain 307 16S ribosomal RNA, partial sequence 


1362198 1362231 54 


87 


gi 


16S ribosomal RNA, partial 
Gammaproteobacteria; 


gi 


721087 72261 


gi 


akhurstii strain FRGO04 16S ribosomal 
Photorhabdus luminescens subsp. 
Enterobacteriaceae; 


gi 


750969 75229 
Moraxellace 


gi 


859076 86059 
Desulfuromonadales; 


gi 


JS5 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


gi 


935581 93704 
Deltaproteobacteria; Bdellovibrionales; 


gi 


265678588 
sequence 
Entero 
265678567 
Enterobac 


265678565 
RNA, part 


265678545 


265678472 
Geobacte 
265678422 
93405 
265678421 


Bacteriov 


ref |NR_028893.1 
691014 692520 
bacteriales; Ent 


ref |NR_028871.1 
teriaceae; Photo 
ref |NR_028869.1 
ial sequence 


ref|NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref|NR_028775.1 


raceae; Geobacte 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028723.1 
4 Bacteriovorax 
Ooracaceae; Bacte 


228719132 


Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Photorhabdus temperata 


2 Photorhabdus temperata Bacteria; 


rhabdus. 
Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Acinetobacter towneri 
towneri Bacteria; 

r. 

Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


r. 

Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 
Bacteriovorax marinus 

marinus Bacteria; 

riovorax. 


ref|NR_027580.1 


Octadecabacter 


1361976 1363364 Octadecabacter antarcticus 307 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 


569056 Bacteria_16S 


strain SK-1T 16S 


thomasii Bacteria; 
Anaerobiospirillum. 


569056 Bacteria_16S 


strain SE3104 16S 


strain DSM 30118 


strain 81H-380. 


strain AU2944 16S 


strain K9951 16S 


strain Y223G 16S 


jannaschii strain 


Marinobacterium. 


569056 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
569056 Bacteria_16S 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 
dextrinosolvens Bacteria; 


Succinivibrio. 


569056 Bacteria_16S 
29570 16S ribosomal RNA, partial sequence 34194 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


rubra strain ATCC 
Bacteria; 
Pseudoalteromonas. 


569056 Bacteria_16S 
succiniciproducens strain S411 16S ribosomal RNA, partial 
succiniciproducens Bacteria; 


Anaerobiospirillum 


569056 Bacteria_16S 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 


Bacteria; 


1459013 1459050 49 


1622587 1622648 20 


Proteobacteria; 
1741534 1741571 49 


1851026 1851095 20 


1997264 1997301 49 


1998803 1998840 49 


2001873 2001910 49 


2122165 2122234 20 


2187245 2187314 20 


2436182 2436251 20 


2716320 2716389 20 


2933263 2933300 47 


2960326 2960395 20 


3056326 3056363 49 
Proteobacteria; 


3419654 3419702 47 


3633239 3633276 49 


3671421 3671458 49 


3913155 3913192 49 


Proteobacteria; 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
569056 Bacteria_16S 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 
stercoricanis Bacteria; 
569056 Bacteria_16S 

thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


78 


Betaproteobacteria; 


86 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
569056 Bacteria_16S 


86 


16S ribosomal RNA, partial sequence 1997016 19985 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
569056 Bacteria_16S 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragi 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragi 
569056 Bacteria_16S 


86 


86 


16S ribosomal RNA, partial sequence 2001636 20031 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
569056 Bacteria_16S 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
569056 Bacteria_16S 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
569056 Bacteria_16S 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 24374 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
569056 Bacteria_16S 


86 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliace 
569056 Bacteria_16S 
IFO 15466 16S ribosomal RNA, partial sequence 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; 


84 


86 


2960112 2961625 Colwe 
Colwelliaceae; 


86 


Gammaproteobacteria; Ae 


94 


86 


86 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
569056 Bacteria_16S 


86 


strain Gl 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
569056 Bacteria_16S 


strain SW-120 16S 


strain SW-117 16S 


Desulfobacter. 


569056 Bacteria_16S 


4028006 4028043 49 


4029555 4029592 49 


283085 283133 47 
Proteobacteria; 


574649 574685 50 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
569056 Bacteria_16S 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
569056 Bacteria_16S 
vibrioformis strain B54 16S ribosomal RNA, 
vibrioformis Bacteria; 


94 


complete sequence 
Deltaproteobacteria; 


86 


strain S-606 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


Gammaproteobacteria; 


gi|]224581413 
1458766 14602 
Enterobac 
gi|219878461 


gi|219878379 


gi|219878301 
1850849 18521 


gi|219878197 


gi|219878196 


gi|219878194 


gi|219857653 


2121958 21233 


gi|219857607 
2187032 21885 


gi|219857430 
gi|219857177 
2716108 27175 


gi| 219856834 


gi| 219856816 


Colwellia. 
gi|219846884 


gi| 219846631 


gi| 219846483 
sequenc 


gi|219846456 
36711 


gi|219846285 
3912908 39143 


gi|219846204 
4027757 40292 


gi| 219846203 
4029306 40308 


gi|265678871 


Desul 


Burkholderiales; Alcaligenaceae; 


Aeromonadales; 


Alteromonadales; 


ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_025600.1] Sutterella 
1622384 1623838 Sutterella 
Sutterella. 
ref|NR_025518.1| Anaerobiospirillum 
1741287 1742780 Anaerobiospirillum 
Succinivibrionaceae; 


ref|NR_025440.1| Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
llaceae; Roseospira. 

ref |NR_025336.1| Proteus vulgaris 

10 Proteus vulgaris Bacteria; 

teriaceae; Proteus. 

ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 

a. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 

ref|NR_025242.1| Ralstonia insidiosa 
93 Ralstonia insidiosa Bacteria; 
Ralstonia. 
ref|NR_025196.1| Legionella busanensis 
07 Legionella busanensis Bacteria; 


ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
ceae; Cupriavidus. 

ref|NR_024805.1| Colwellia piezophila 
81 Colwellia piezophila Bacteria; 

ae; Colwellia. 
ref|NR_024653.1| Marinobacterium 
2933018 2934480 Marinobacterium 
Alteromonadaceae; 


ref|NR_024635.1| Colwellia maris strain 
llia maris Bacteria; Proteobacteria; 
ref|NR_026476.1| Succinivibrio 


3056079 3057541 Succinivibrio 
romonadales; Succinivibrionaceae; 


ref|NR_026223.1| Pseudoalteromonas 
18 3420843 Pseudoalteromonas rubra 
seudoalteromonadaceae; 


ref|NR_026075.1| Anaerobiospirillum 
e 3633011 3634478 Anaerobiospirillum 
Aeromonadales; Succinivibrionaceae; 


ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 

Enterobacteriaceae; Pectobacterium. 

ref|NR_025875.1| Xenorhabdus poinarii 

83 Xenorhabdus poinarii Bacteria; 

teriaceae; Xenorhabdus. 

ref|NR_025794.1| Shewanella aquimarina 

55 Shewanella aquimarina Bacteria; 

eae; Shewanella. 

ref|NR_025793.1| Shewanella marisflavi 

05 Shewanella marisflavi Bacteria; 

eae; Shewanella. 

ref|NR_029177.1] Desulfobacter 
282818 284333 Desulfobacter 

fobacterales; Desulfobacteraceae; 


gi| 265678669 
574450 57581 


ref|NR_028974.1| Psychrobacter pulmonis 
2 Psychrobacter pulmonis Bacteria; 


569056 Bacteria 1 
strain Iso-46 16S 
G 
569056 Bacteria_1 


Proteobacteria; 
nivimaris strain 


Bacteria; 


proteolyticus Bac 
Psychrobacter. 


569056 Bacteria_16S 


postgatei strain 
Bacteria; 
Bacteria; 


strain JT7304 16S 
Proteobacteria; 


strain R-4079 16S 
Proteobacteria; 


maritimus strain 


Bacteria; 


pacificensis Bact 
Psychrobacter. 


569056 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


569056 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; 


strain CMS 35 16S 
Proteobacteria; 


strain NF11 16S r 
Proteobacteria; 


strain NF23 16S r 
Proteobacteria; 


strain 2825 16S r 
Proteobacteria; 


strain LUH4616 16 
Proteobacteria; G 


569056 Bacteria_16S 


schindleri strain 
schindleri Bacter 


569056 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


569056 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


569056 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


569056 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


569056 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


569056 Bacteria_16S 


Proteob 
569056 Bacteria_16S 
proteolyticus str 


Proteob 
569056 Bacteria_16S 
psychrophila stra 
Proteob 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


Proteob 
569056 Bacteria_16S 
pacificensis stra 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


6S 586624 586660 50 86 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
6S 612394 612430 50 86 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
654876 654912 50 86 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


gi 


778551 778599 47 94 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
1088367 1088415 47 94 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1151883 1151931 47 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1227470 1227518 47 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1422472 1422508 50 86 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1469730 1469766 50 86 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1495463 1495511 47 94 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1642329 1642377 47 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1643890 1643938 47 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1721754 1721790 50 86 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1723295 1723331 50 86 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1756834 1756882 47 94 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1872224 1872291 19 83 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1887670 1887737 19 83 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1913044 191311119 83 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2528472 2528520 47 94 gi 


ammaproteobacteria; Pseudomonadales; P 
2605992 2606040 47 94 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2714811 2714847 50 86 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


2858357 2858405 47 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


586359 58785 


1151622 11530 


1227244 12287 


da 


1642082 16435 


1643643 16451 


1721510 17230 
or 


1723051 17245 
or 


1756574 17580 


1872026 18734 
or 


qu 


a; 


na 


16S ribosomal RNA, partial sequence 2528225 25296 


ne 


ue 
C1 


na 


265678661 


oraxellace 
265678643 
ence 61213 
nadales; 
265678613 
uence 
eria; Pseu 
265678526 
ce 77827 
acterales; 
265678317 
ence 10881 
nadales; P 
253680755 


sychromona 
219878281 


seudomonad 
224581443 
ence 14222 
nadales; 
224581406 
1 sequence 
ria; Pseud 


219846691 

14952 
les; Aer 
219878448 


seudomonad 
219878447 


seudomonad 
219878393 


axellace 
219878392 


axellace 
219878367 


sychromona 
219878286 


axellace 
219878273 
ence 

Pseudom 
219878253 
19128 
dales; M 
219857358 


seudomonad 
219857264 
e 26057 
ib 
219857178 
nce 
a; Pseud 
219856885 
28581 
dales; P 


3116376 3116424 47 94 gi 


M 


Morax 


rionales; 


ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref|NR_028918.1 

654656 656081 
domonadales; Mor 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028003.1 
67 Psychromonas 
daceae; Psychrom 
ref|NR_025420.1 


aceae; Cellvibri 
ref|NR_027225.1 
15 1423690 Psychr 
ellaceae; Ps 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora 


ref|NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref |NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 


aceae; Pseudomon 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025506.1 
69 Psychromonas 
daceae; Psychrom 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 

1887472 188893 
onadales; Moraxe 
ref|NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_024946.1 


aceae; Pseudomon 
ref|NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref|NR_024806.1 

2714566 271605 
omonadales; Mora 


ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 


219846844 


antarctica strain star-1 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


Psychromonas. 


Psychrobacter faecalis 
faecalis Bacteria; 
Ls 
Psychrobacter 
obacter nivimaris 
ychrobacter. 
Psychrobacter 
Psychrobacter 
axellaceae; 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Pseudomonas 

monas psychrophila 
Pseudomonas. 
Psychromonas kaikoae 


kaikoae Bacteria; 


onas. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


O°. 

Psychrobacter 

obacter maritimus 

ychrobacter. 
Psychrobacter 

0 Psychrobacter 

xellaceae; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Psychrobacter 
luti Bacteria; 
ae 
Psychrobacter 
fozii Bacteria; 
rs 
Psychromonas profunda 


luti 


fozii 


profunda Bacteria; 


onas. 

Acinetobacter parvus 
parvus Bacteria; 

re 

Acinetobacter 

7 Acinetobacter 
llaceae; Acinetobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Psychrobacter 

7 Psychrobacter 
xellaceae; 


Pseudomonas lundensis 


monas lundensis 


Pseudomonas. 


ref|NR_026436.1 
116131 311762 


Ww 


Psychromonas 
9 Psychromonas 


569056 Bacteria_16S 
carrageenovora st 


rain ATCC 12662 16S ribosomal RNA, par 


3424099 3424147 47 94 219846628 


ti 


gi 


al seque 


ref 
nce 


NR_026220.1 
342386 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae 
569056 Bacteria_16S 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 
569056 Bacteria_16S 
radioresistens DS 
Bacteria; Proteob 
569056 Bacteria_16S 
DSM 2403 16S ribosomal 
Proteobacteria; G 
569056 Bacteria_16S 
strain DSM 6964 1 
Proteobacteria; G 
569056 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 
569056 Bacteria_16S 
baumannii strain 
baumannii Bacteri 
569056 Bacteria_16S 
strain Dfrl 16S r 
Proteobacteria; D 
569056 Bacteria_16S 
szegediense strain OR2 
Bacteria; Proteob 
569056 Bacteria_16S 
strain LK6 16S ri 
Proteobacteria; G 
569056 Bacteria_16S 
tamworthensis str 
tamworthensis Bac 
Amaricoccus. 
569056 Bacteria_16S 
hydrogenophilus strain 


eria; 


hydrogenophilus Bacteria; Proteobacteria; Deltaproteoba 


Geobacter. 
569056 Bacteria_16S 


salexigens strain WS 68 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 


569056 Bacteria_16S 
centenum strain I 
centenum Bacteria 
Rhodospirillum. 
569056 Bacteria_16S 
alimentarius stra 
alimentarius Bact 
Psychrobacter. 
569056 Bacteria_16S 
strain P2 16S rib 
Proteobacteria; D 
569056 Bacteria_16S 
espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 
569056 Bacteria_16S 
strain R-10 16S r 
Bacteroidetes; Sp 
569056 Bacteria_16S 
thermophilus stra 
thermophilus Bact 
Methylococcus. 

569056 Bacteria_16S 
equigenitalis str 
equigenitalis Bac 
569056 Bacteria_16S 


, 


eria; 


eria; 


sphaeroides strain 2.4. 


Rhodobacter. 


M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
ammaproteobacteria; Pseudomonadales; Mor 


6S ribosomal RNA, partial sequence 3439822 344 
ammaproteobacteria; Pseudomonadales; M 


in DSM 6962 16S ribosomal RNA, 


DSM 30007 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
acteria; Gammaproteobacteria; Methyloc 


bosomal RNA, 
ammaproteobacteria; Methylococcales; M 


ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


in JG- 


osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 
ibosomal RNA, 


hingobacteria; 


in IMV-B-3037 16S ribosomal RNA, parti 


ain N480/82 16S ribosomal RNA, partial 
teria; 


; Pseudoalteromonas. 


3425576 3425624 47 94 219846627 


equence 


gi 


3437007 3437074 19 83 219846618 
ence 343 
nadales; 
3438516 3438583 19 83 gi|219846617 
RNA, partial sequence 3438312 3439771 Aci 
axella 
219846616 


12 


gi 


3440026 3440093 19 83 gi 
oraxella 
219846615 
e sequen 


ria; Pse 


3441535 3441602 19 83 gi 


complet 


Proteobacteria; Gammaproteobacte 


3443045 3443112 19 219846614 


sequence 


83 gi 
complete 


v 


gi|219846484 
3631486 36329 


3631750 3631798 47 94 


v 


219846472 
nce 36482 
occales; 
gi| 219846470 
3651286 36527 
ethylococc 
219846468 
sequence 

eria; 


3648469 3648517 47 94 gi 
16S ribosomal RNA, partial seque 
3651549 3651597 47 94 
complete sequence 
3654631 3654671 47 


87 gi 


219846383 
quence 
cteria; 


3771718 3771766 47 94 gi 
H2 16S ribosomal RNA, partial se 
De 
3970027 3970063 50 86 219846245 
ence 39698 
terales; 
219846240 
quence 

Rhodospir 


gi 


3977312 3977348 50 86 gi 


4021967 4022003 50 219846208 
equence 


ria; Pseud 


86 gi 
100 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacte 


4094663 4094711 47 94 gi| 219846156 
4094388 40957 
Desulfoba 
265678977 
e 12740 


nadales; P 


127634 127673 47 86 gi 


132228 132259 47 78 gi| 265678974 
complete sequence 131953 13349 
Sphingobacteriales; Rhodothermace 
179315 179354 47 86 gi| 265678943 
al sequenc 
ria; Methy 


Proteobacteria; Gammaproteobacte 


205470 205532 19 78 265678926 
sequence 


Betaproteobacteria; Burkh 


gi 


Proteobacteria; 


Alteromon 


68 


Morax 


ne 


ce 


ce 


ce 
ud 


Pseudomo 


Geobacte 


M 


Rhod 


R 


ref 


ref 


ref 


ae; 
ref 


ae; 
ref 


ref 


ref 


ref 


ref 


ref 


obac 


ref 


sulf 


ref 


hodo. 
ref 


illa 


ref 


omon 


ref 


cter 
ref 


seud 


ref 


ae; 
ref 


loco 


ref 


olde 


232959 232998 47 86 gi| 265678907 


1 16S ribosomal RNA, partial sequence 


3425334 34267 
adal 


03 3438261 Acine 


toba 


80 Acinetobacter 


3441331 34427 
omon 


3442841 34442 
nada 


06 3649696 Methy 
ethy 


76 Methylocaldum 
acea 


3654403 365582 


3771473 37728 


17 3971134 Rhodo 


3977072 39783 


4021723 40232 


9 128819 Pseud 


5 Rhodothermus 


e 179074 180523 


205252 206750 


NR_026219.1 
6 
1 


es; Pseudoa 


NR_026210.1 


ellaceae; Ac 
NR_026209.1 
cter lwoffii 
Acinetobacte 
NR_026208.1 


Acinetobacte 
NR_026207.1 
9 
adales; Mora 
NR_026206.1 
9 
les; Moraxel 
NR_026076.1 


ae; Geobacte 
NR_026064.1 
L 
lococcaceae; 
NR_026062.1 


e; Methyloca 
NR_026060.1 
terales; Rho 
NR_025974.1 
9 
uromonadales 
NR_025835.1 
tc 
bacteraceae; 
NR_025830.1 
8 


Rhodosp 


les; 
NR_025798.1 
1 
a 


adales; Mor 


NR_025746.1 


aceae; Desul 
NR_029285.1 
° 
oalteromonad 
NR_029282.1 


Rhodothermus 
NR_029251.1 


ccales; Meth 
NR_029234.1 


riales; Alca 


ref 


tc 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 
r. 
Acinetobacter junii 
junii Bacteria; 
ry 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 
race 


rs 

Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Amaricoccus 

6 Amaricoccus 
dobacteraceae; 


Geobacter 
0 Geobacter 
Geobacteraceae; 


, 


Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Rhodospirillum 

6 Rhodospirillum 
irillaceae; 


Psychrobacter 
6 Psychrobacter 


xellaceae; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Rhodothermus marinus 


marinus Bacteria; 


Methylococcus 
Methylococcus 
ylococcaceae; 


Taylorella 
Taylorella 
ligenaceae; Taylorella. 


NR_029215.1 


Rhodobacter 


232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


569056 Bacteria_ 


strain Benl02 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


569056 Bacteria_ 


strain Benl104 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


569056 Bacteria_ 


kaplicensis strai 
kaplicensis Bacte 


Amaricoccus. 
569056 Bacteria_ 


radiotolerans str 
radiotolerans Bac 


Rubrobacteraceae; 


569056 Bacteria_16S 
strain B 16S ribo 
Alphaproteobacter 
569056 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
569056 Bacteria_16S 
strain G-16.1 16S 
G 
569056 Bacteria_16S 
strain CE2105 16S 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
569056 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
Proteob 
569056 Bacteria_16S 


Proteobacteria; 


Bacteria; 


lusitanum strain 
Bacteria; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Bacteria; 


Bacteria; 


sibiricum strain 
Bacteria; 


strain Greoux 11 
Bacteria; 


strain 21F-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
569056 Bacteria_16S 
indonesiensis str 


indonesiensis Bac 
Acetobacter. 


569056 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


569056 Bacteria_16S 


Proteob 
569056 Bacteria_16S 
strain 3-p 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
569056 Bacteria_16S 
strain 4B02 16S r 
G 
569056 Bacteria_16S 
strain M39 16S ri 
G 
569056 Bacteria_16S 
jannaschii strain 
Proteob 
569056 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
Proteob 
569056 Bacteria_16S 
kondratievae stra 
Proteob 
569056 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 
569056 Bacteria_16S 


Proteob 
569056 Bacteria_16S 


Proteob 
569056 Bacteria_16S 


16S 250052 250091 47 86 


ribosomal RNA, partial sequence 


gi 


16S 251534 251573 47 86 


ribosomal RNA, partial sequence 


gi 


16S 253009 253048 47 86 gi 


16S 261863 261902 47 
ain P 1 16S ribosomal RNA, 
teria; Actinobacteria; 
Rubrobacter. 

350141 350180 47 


86 gi 


86 gi 


ia; Rhodobacterales; Rhodobacteraceae; 

476795 476834 47 86 gi 
ia; Rhodobacterales; Rhodobacteraceae; 

490775 490806 55 86 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
629109 629148 47 86 gi 
ribosomal RNA, partial sequence 
727622 727661 47 86 gi 
acteria; Gammaproteobacteria; Chromati 
738180 738258 20 94 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
742777 742816 47 86 gi 
bosomal RNA, partial sequence 


748367 748433 20 83 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
787705 787744 47 86 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
812297 812336 47 86 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
813826 813865 47 86 gi 


gi 


acteria; Gammaproteobacteria; Thiotric 
847363 847402 47 86 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
871529 871568 47 86 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
900273 900312 47 86 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
903312 903351 47 86 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
1079253 1079292 47 86 gi 
ribosomal RNA, partial sequence 


1092976 1093015 47 86 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095863 1095902 47 86 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1129195 1129234 47 86 


249819 25124 
hodobacter 


251300 25272 
hodobacter 


n Benl01 16S ribosomal RNA, partial se 


ria; Proteobacteria; Alphaproteobacter 


complete se 
Rubrobacteridae; 


somal RNA, partial sequence 349928 351312 Parac 


476563 478023 Parac 


490502 49197 


Halomonad 


628893 63029 


742578 74395 


748219 74954 


787469 78896 


1079018 10804 
Acetobacte 


eria; 


265678895 


265678894 


265678893 
quence 
ia; 


265678885 
quence 
; Rubrobac 


265678824 


Paracoccu 
265678733 


Paracoccu 
265678724 


265678631 


Rhodospiri 
265678563 

72737 
ales; Ecto 
265678555 
ence 73794 
riales; Ox 
265678551 


Rhodospiri 
265678547 


oraxellace 
265678520 


ciricketts 
265678504 
nce 81203 
ales; Ecto 
265678503 
e 81355 
hales; Pis 
265678481 
nce 84713 
terales; R 
265678464 
sequence 
ria; Rhodo 


265678444 
e 90001 
hales; Pis 
265678442 
e 90307 
lales; Leg 
265678323 


265678314 
quence 
Rhod 


265678312 
1 sequence 
ia; Rhodos 


gi 


Rhodob 


ospi 


piri 


ref|NR_029203.1 


acea 
ref 


e; Amaricoc 
NR_029202.1 


aceae; Amaricoc 
ref|NR_029201.1 

252777 25420 
acterales; Rhod 


ref|NR_029191.1 
261591 26314 
terales; Rubrob 


ref 
occu 
Ss. 
ref 
occu 
Ss. 
ref 


NR_029129.1 
s kocurii B 


NR_029038.1 
s yeei Bact 


NR_029029.1 


acea 
ref 


e; Halomona 
NR_028936.1 


llaceae; Roseos 
ref |NR_028867.1 
0 728734 Thior 
thiorhodospirac 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028855.1 


llaceae; Rhodoci 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028824.1 


iaceae; Methylop 
ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref|NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref|NR_028767.1 
871314 872760 
spirillales; Ace 


ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref|NR_028625.1 


raceae; Acetobac 
ref|NR_028616.1 

1092739 109419 
rillales; Ac 


ref|NR_028614.1 
1095628 109707 
llales; Acet 


ref 


253680770 


1 
° 


0 
a 


a 


e 


h 
e 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 
c 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 
c 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Rubrobacter 
Rubrobacter 


cterineae; 


Paracoccus kocurii 
cteria; Proteobacteria; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 
s 


Roseospira marina 


8 Roseospira marina Bacteria; 
Pp 


ira. 

Thiorhodospira 
odospira sibirica 

ae; Thiorhodospira. 
Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 

Acinetobacter bouvetii 
bouvetii Bacteria; 

iy 

Methylophaga alcalica 


2 Methylophaga alcalica Bacteria; 


haga. 

Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Paracoccus 

ccus kondratievae 
Paracoccus. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


v 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Legionella gresilensis 
ella gresilensis 
ionella. 

Acetobacter orientalis 


v 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


Acetobacter 
0 Acetobacter 
obacteraceae; 


NR_028018.1 


Rickettsia rickettsii 


strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


fever group. 


569056 Bacteria_16S 
metallidurans str 


metallidurans CH3 
Cupriavidus. 


569056 Bacteria_16S 
DSM 9799 16S ribo 
G 
569056 Bacteria_16S 
diazotrophicus st 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 
Gluconacetobacter. 
569056 Bacteria_16S 


Proteobacteria; 


bermudensis HTCC2 


HTCC2503 Bacteria 
569056 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


569056 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


569056 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; 


lipocyclicus stra 
lipocyclicus Bact 


569056 Bacteria_16S 


strain CM243 16S 


litoralis strain 
litoralis Bacteri 


569056 Bacteria_16S 


VKM B1479 16S rib 


strain LMG 1746 1 


strain LMG 1625 1 


strain L1/68 16S 


Proteobacteria; G 


569056 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 


569056 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


569056 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


569056 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


569056 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


569056 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


569056 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


G 
569056 Bacteria_16S 


1337897 1337936 47 
ain CH34 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


86 gi 
partial se 
Betaproteo 
1342529 1342568 47 86 gi 
ammaproteobacteria; Alteromonadales; F 
1353168 1353207 47 86 gi 
rain PAl 5 16S ribosomal RNA, partial 


1390771 1390810 47 86 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1405783 1405822 47 86 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


v 


1454676 1454723 47 93 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1483410 1483441 55 86 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1581345 1581384 47 86 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1615032 1615071 47 86 gi 
ribosomal RNA, partial sequence 


1633226 1633265 47 86 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1649911 1649950 47 86 gi 
osomal RNA, partial sequence 
1749134 1749173 47 


86 gi 


1750626 1750665 47 86 gi 


1926953 1926992 47 86 

ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1933062 1933101 47 86 gi 


gi 


eltaproteobacteria; Desulfovibrionales 
1946727 1946789 19 78 gi 


etaproteobacteria; Burkholderiales; Al 
1969427 1969466 47 86 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


2018550 2018589 47 86 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2020022 2020061 47 86 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


gi 


2021494 2021533 47 86 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 
2106940 2107006 20 83 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


569056 Bacteria_16S 


somal RNA, partial sequence 1342254 1343799 Ferri 
errimonada 


1483159 14846 
Halomonad 


1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
569056 Bacteria_16S 


1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
569056 Bacteria_16S 
6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
569056 Bacteria_16S 


Ac 


6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
569056 Bacteria_16S 


Ac 


1926697 19282 


16S ribosomal RNA, partial sequence 1932811 19342 


6S ribosomal RNA, partial sequence 1946525 19480 
ca 


er 


2018337 20 
yp 


ct 


te 


et 
er 


228721484 
quence 
bacteria; 


228721107 


228720330 
sequence 


228716336 
e 13905 
Parvularc 
219857143 
quence 
eria; 


224581417 
sequence 

ia; Aeromo 
219857506 


219878490 
al sequenc 
ria; Rhodo 
219878466 


aulobacter 
219878454 
equence 

; Aeromona 


219878442 


obacterace 
219878374 


etobacte 
219878373 


etobacte 
219878243 


anthomonad 
219878239 
; Desulfom 
219878230 


ligenace 
219878215 
equence 

ia; Rhod 


219878183 
197 
homonada 
219878182 
sequence 

eria; Rh 


219878181 
20212 
rales; C 
219878115 
e sequen 
ia; Pseu 


2152397 2152436 47 86 gi 


teobacteri 


Rhod 


spotted 


ref|NR_027607.1 
1337638 133913 


Burkholderiales; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Ferrimonas balearica 
s balearica DSM 9799 Bacteria; 
ceae; Ferrimonas. 

ref|NR_027591.1 
1352934 135441 
Rhodospirilla 


ref 
mona 


NR_027602.1 


Gluconacetobacter 
8 Gluconacetobacter 
a; les; Acetobacteraceae; 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_024771.1 

1405568 140698 
ospirillales; Ac 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Acetobacter 
1 Acetobacter 
etobacteraceae; 


Oceanimonas 
5 Oceanimonas 


ref|NR_027198.1 
1454432 145591 
nadales; Aeromonadaceae; Oceanimonas. 
ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 
aceae; Kushneria 
ref |NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
aceae; Woodsholea. 
ref|NR_025593.1| Oceanisphaera 
1632974 1634479 Oceanisphaera 
dales; Aeromonadaceae; Oceanisphaera. 
ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 
ae; Labrys. 
ref|NR_025513.1] Acetobacter malorum 
60 Acetobacter malorum Bacteria; 
raceae; Acetobacter. 
ref|NR_025512.1| Acetobacter cerevisiae 
52 Acetobacter cerevisiae Bacteria; 
raceae; Acetobacter. 
ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 
aceae; Ignatzschineria. 
ref|NR_025378.1| Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 
icrobiaceae; Desulfomicrobium. 
ref|NR_025369.1| Bordetella petrii 
20 Bordetella petrii Bacteria; 
ae; Bordetella. 
ref|NR_025354.1 
1969231 197053 
ospirillales; Rh 


Rhodovarius 
8 Rhodovarius 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


ref|NR_025322.1| Maricaulis salignorans 
58 Maricaulis salignorans Bacteria; 
ceae; Maricaulis 
ref |NR_025321.1 
2019809 202123 
odobacterales; H 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Alkanindiges 

9 Alkanindiges 
axellaceae; 


219857633 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 


ref|NR_025222.1| Albidovulum 
2152193 2153601 Albidovulum 


inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Albidovulum. 


569056 Bacteria_16S 
zeaxanthinifacien 
zeaxanthinifacien 


Paracoccus. 


569056 Bacteria_16S 
salitolerans stra 
salitolerans Bact 


Swaminathania. 


569056 Bacteria_16S 


strain DSM 11853 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain GB6 16S ri 


B 
569056 Bacteria_16S 
strain K24 16S ri 
B 
569056 Bacteria_16S 
strain YKJ-16 16S 
G 
569056 Bacteria_16S 


2158396 2158435 47 86 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


Pp 


2159883 2159922 47 86 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


qu 
ri 
2274064 2274103 47 86 gi 
etaproteobacteria; Burkholderiales; Bu 
2307287 2307349 19 78 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2390594 2390625 55 86 gi 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2427217 2427264 47 93 gi 
bosomal RNA, partial sequence 


ca 


H 


ob 


rk 


219857629 
artial s 


acteria; 


219857628 


ence 
a; 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
holderia 
219857524 
2307079 23085 
ligenace 
219857466 
2390343 23918 
alomonad 
219857439 
2427049 24283 


Rhodo 


ref 
eque 
Rho 


NR_025218.1| Paracoccus 

nce 2158194 2159597 Paracoccus 

dobacterales; Rhodobacteraceae; 
Swaminathania 

2 Swaminathania 

tobacteraceae; 


ref|NR_025217.1 
159648 216110 


spirillales; Ace 


ND 


ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 

ref|NR_025112.1| Pigmentiphaga kullae 
60 Pigmentiphaga kullae Bacteria; 

ae; Pigmentiphaga. 

ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas. 

ref|NR_025027.1| Oceanimonas baumannii 
44 Oceanimonas baumannii Bacteria; 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

569056 Bacteria_16S 2440811 2440850 47 86 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
569056 Bacteria_16S 2469666 2469705 47 86 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioalkalivibrio nitratis 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
569056 Bacteria_16S 2531505 2531544 47 86 gi|219857356|ref|NR_024944.1| Cupriavidus pauculus 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

569056 Bacteria_16S 2573689 2573728 47 86 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

569056 Bacteria_16S 2630664 2630703 47 86 gi|219857238|ref|NR_024866.1| Methylarcula terricola 
strain hl 16S ribosomal RNA, partial sequence 2630432 2631792 Methylarcula terricola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 

569056 Bacteria_16S 2648935 2649001 20 83 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

569056 Bacteria_16S 2708929 2708968 47 86 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

569056 Bacteria_16S 2761292 2761331 47 86 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

569056 Bacteria_16S 2779454 2779517 20 80 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

569056 Bacteria_16S 2780959 2780990 55 86 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

569056 Bacteria_16S 2782417 2782456 47 86 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

569056 Bacteria_16S 2809533 2809572 47 86 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 


Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

569056 Bacteria_16S 2824579 2824618 47 86 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

569056 Bacteria_16S 2850570 2850618 47 94 gi|219856890|ref|NR_024709.1| Pseudomonas 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

569056 Bacteria_16S 2925751 2925790 47 86 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

569056 Bacteria_16S 2928760 2928799 47 86 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 


strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 


569056 Bacteria_16S 


strain IFO 15467 
Proteobacteria; 


Paracoccus. 


569056 Bacteria_16S 
denitrificans str 
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pantotrophus Bact 


methylovorum strain DSM 


methylovorum Bacteria; 


Hyphomicrobium. 
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riboso 
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liquefaciens stra 
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psychrotropica st 
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569056 Bacteria_16S 


aeschlimannii str 
Rickettsia; 


strain ROO1 16S r 
Proteobacteria; 


569056 Bacteria_16S 


n. 


cteria; 


ibosoma 


2930244 2930283 47 
16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter 
ammaproteobacteria; Oceanospirillales; 
3084920 3084959 47 
in ATCC 35512 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


3086365 3086404 47 
ain 381 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


3125407 3125474 12 


3126914 3126953 47 


3554419 3554458 47 
in IFO 12388 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


3569547 3569586 47 
DSM 3508 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 
Acetobacter. 
3662287 3662326 47 
rain ACAM 179 16S ribosomal RNA, partial 


3679121 3679160 47 
ain Mcl6 16S ribosomal RNA, partial sequence 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 

spotted feve 


569056 Bacteria_16S 3770214 3770253 47 


86 


86 


86 


76 


86 


86 


mal RNA, partial sequence 
teobacteria; 


86 


86 


86 


86 


86 


Proteobacteria; 
86 


xr group. 
86 
1 RNA, partial sequence 


Betaproteobacteria; Burkholderiales; Burkholderia 
3780841 3780880 47 


86 


strain RB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; 


fever group. 


569056 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; 


569056 Bacteria_16S 
rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 

3847475 3847514 47 
1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; 


Rickettsia; 


569056 Bacteria_16S 
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Bacteria; 
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spotted fever group. 


569056 Bacteria_16S 


3797378 3797417 47 


3848965 3849004 47 


86 
1 RNA, partial sequence 


Gammaproteobacteria; Thiotrichales; 
3845985 3846024 47 


86 


86 


86 


strain Mtul 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


fever group. 


569056 Bacteria_16S 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
Betaproteobacteria; Neisseriales; Neisseriaceae; 

3887265 3887331 20 


Proteobacteria; 


569056 Bacteria_16S 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; 


569056 Bacteria_16S 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 


38 


3874808 3874874 20 


83 


83 


91908 3891939 55 86 


5458 16S ribosomal RNA, partial sequence 
roteobacteria; Alphaproteobacteria; 


16S ribosomal RNA, partial sequence 
teobacteria; Alphaproteobacteria; 
3134301 3134340 47 


Rhodobacterales; 
3149412 3149451 47 
DSM 3802 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 
3427058 3427097 47 
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a; Proteobacteria; Gammaproteobacteria; 
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complete sequence 
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gi| 219846832 
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gi| 219846822 
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gi 
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gi 
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3769978 37714 


gi|219846376 
3780594 37820 
Rickettsiacea 


gi|219846364 
3797117 37986 
Pisciricketts 
gi|219846331 


219846330 
38472 


gi 


gi| 219846329 
3848728 38501 


gi| 219846312 


gi| 219846304 


219846300 


Oceanobacter. 


sequence 3084717 308611 
Rhodobacterales; 


Rhodobacterales; 


Rhizobiales; 


Rhizobiales; 


Rhodobacteraceae; 


Chromatiales; 


Alteromonadales; 


Rickettsiales; 


Rickettsiaceae; 


Neisseria. 


partial sequence 
Neisseriales; 


ref|NR_024655.1| Oceanobacter kriegii 


kriegii Bacteria; 
ref Paracoccus 
1 Paracoccus 
Rhodobacteraceae; 


NR_026457.1 


ref|NR_026456.1] Paracoccus 
3086162 3087556 Paracoccus 
Rhodobacteraceae; 


ref |NR_026430.1| Hyphomicrobium 
125234 3126653 Hyphomicrobium 


Hyphomicrobiaceae; 


w 


ref|NR_026429.1| Hyphomicrobium 
126704 3128141 Hyphomicrobium 
Hyphomicrobiaceae; Hyphomicrobium. 
ref|NR_026424.1| Paracoccus alkenifer 
01 Paracoccus alkenifer Bacteria; 
Paracoccus. 
NR_026414.1| Thiolamprovum 
149167 3150625 Thiolamprovum 
Chromatiaceae; Thiolamprovum. 
ref|NR_026218.1| Pseudoalteromonas 
3426820 3428242 Pseudoalteromonas 
Pseudoalteromonadaceae; 


w 


ref 


Ww 


ref|NR_026132.1|] Gluconacetobacter 
3554185 3555667 Gluconacetobacter 


Rhodospirillales; Acetobacteraceae; 


ref|NR_026121.1| Acetobacter aceti 
3569313 3570792 Acetobacter aceti 
Acetobacteraceae; Acetobacter; 


ref|NR_026055.1| Colwellia 
e 3662041 3663526 Colwellia 
eromonadales; Colwelliaceae; 
ref|NR_026042.1| Rickettsia 
3678896 3680323 Rickettsia 
ettsiales; Rickettsiaceae; Rickettsieae; 


Colwellia. 


ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
ceae; Ralstonia. 
ref|NR_025967.1| Rickettsia honei 
84 Rickettsia honei Bacteria; 
e; Rickettsieae; Rickettsia; spotted 
ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 
ref|NR_025921.1| Rickettsia 

3845748 3847187 Rickettsia 
Rickettsiaceae; Rickettsieae; 


ref|NR_025920.1| Rickettsia montanensis 
38 3848677 Rickettsia montanensis 
Rickettsieae; Rickettsia; 


ref|NR_025919.1| Rickettsia massiliae 
67 Rickettsia massiliae Bacteria; 
Rickettsieae; Rickettsia; spotted 


ref|NR_025902.1| Neisseria weaveri 
01 Neisseria weaveri Bacteria; 
ref|NR_025894.1| Vitreoscilla 
3887024 3888512 Vitreoscilla 
Neisseriaceae; Vitreoscilla. 


ref 


gi 


NR_025890.1| Halomonas 
3891636 3893166 Halomonas 


halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

569056 Bacteria_16S 3935969 3936008 47 86 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 
569056 Bacteria_16S 3975821 3975860 47 86 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 
569056 Bacteria_16S 3996349 3996388 47 86 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 
569056 Bacteria_16S 4017333 4017372 47 86 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 
569056 Bacteria_16S 4035720 4035759 47 86 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 


569056 Bacteria_16S 4055187 4055218 55 86 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

569056 Bacteria_16S 4133932 4133971 47 86 gi|219846124|ref|NR_025714.1] Paracoccus 


rs 


haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 
569056 Bacteria_16S 4193873 4193935 19 78 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
569056 Bacteria_16S 4205838 4205877 47 86 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 
569056 Bacteria_16S 19847 19908 20 78 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 
569056 Bacteria_16S 63823 63884 20 78 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
569056 Bacteria_16S 77363 77397 61 94 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 #Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 


569056 Bacteria_16S 234426 234487 20 78 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

569056 Bacteria_16S 236062 236123 20 78 gi|265678904|ref|NR_029212.1| Burkholderia 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

569056 Bacteria_16S 237644 237705 20 78 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

569056 Bacteria_16S 239193 239254 20 78 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 
569056 Bacteria_16S 240779 240840 20 78 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 


569056 Bacteria_16S 266410 266479 20 86 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

569056 Bacteria_16S 446327 446388 20 78 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

569056 Bacteria_16S 467603 467664 20 78 gi|265678739|ref|NR_029044.1| Burkholderia terricola 


strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

569056 Bacteria_16S 481399 481465 20 83 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 


GACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAGCGAGCAGCG 
AAGTCGTGAGGCCAAGCGAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCACG 
CCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGCCTAACCATTGGAGGGAGCCGTCGAAGG 
TGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTGA 
ACCCTGGCGGCGTGCTTAACACATCCAAGTCGAACGGTGAAGCCCAGCTTNCTGGGTGGATCAGTGCCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCGGAC 
TCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATATGAGCTGCAACCGCATGGTTAGCAGTTGGAAAGATTTTTCGGTCTGGGATGGGCTCGCGGCCTATC 
AGCTTGTTGGTGAGGTAATGGCTCACCAAGCCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAAGGAAGAAGCG 
AAAGTGACGGTACTTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTC 
GTAGGCGGTTTGTCGCGTCTGCTGTGAAAACCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTG 
TAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTA 
GATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATA 
CACGAGAACGCCGTAGAAATACGGAACTCTTTGGACACTCGTGAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGT 
CTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAA 
AGTCGGTAACACCTGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGATGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGGTTAAAGCATCTTC 
GGATGTGTATAAAGTGGCGAACGGCTGAGTAACACGTGGGCAACCTGCCCTTTGCACTGGGATAGCCTCGGGAAACCGAGGTTAATACCGGATACTCCATATTTIN 
TCGCATGGCGAATATGGGAAAGCTCCGGCGGCAAAGGATGGGCCCGCGGCCTGTTAGCTAGTTGGTGGGGTAGTGGCCTACCAAGGCAATGATGGGTAGCCGGGT 
TGAGAGACCGACCGGCCAGATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCGACGC 
CGCGTGCGGGATGAAGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGACNAGGCCGCAAGGTGACGGTACCTGCANAAGAAGCCCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGTCTGTTAGGTCAGGAGTTAAATCTGGGGGCTCAACCCCTA 
TCCGCTCCTGATACCGGCAGGCTTGAGTCTGGTAGGGGAAGATGGAATTCCAAGTGTAGCGGTGAAATGCGCAGATATTTGGAAGAACACCGGTGGCGAAGGCGG 
TCTTCTGGGCCATGACTGACGCTGAGGCGCGAAAGC TAGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCTANCTGTAAACGATGGACACTAGGTGTGGGGAG 
ATTATACTTTCCGTGCCGCAGCTAACGCATTAAGTGTCCCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGG 
AGCATGTGGCTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATTTAGGTGAAGCAGTGGAAACACTGTGGCCGAAAGGAGCCTAAACAGGTGGTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCATGTTGCCAGCGGTTCGGCCGGGCACCCATGCGAGACC 
GCCGGCGTTAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTGCACACGTGCTACAATGGCCGGCACAGAGGGCTGCTACTG 
CGCGAGCAGAAGCGAATCCCTAAAGCCGGTCCCAGTTCGGATTGGAGGCTGCAACTCGCCTCCATGAAGTCGGAGTTGCTAGTAATCGCGGATCAGCACGCCGCG 
GTGAATGCGTTCCCGGGCCTTGTACACACCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCATGCAAGTCGAACGGCAAGA 
GATAGCAATATCTCCTAGAGTGGCGGACTGGTGAGTAACACGTGGGTGACATACCCTTCAGATGGGGATAGCTATTAGAAATAGTAGATAATACCGGAATACGAG 
CACAGAGGTTAGAGAGCTGTGAGGAAAGAGCTAANNCCGCTGAAGGAATGGCCTGCGGCCCATTAGCTAGTTGGTGAGGTAAAAGCCCACCAAGGCGATGATGGG 
TATCCGGCCTTAGAGGGTGAACGGACACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACG 
GAGCGACGCCGCGTGGATGAAGAAGGCCGGAAGGTTGTAAAATTCCTTTTGAAACTGAAGAATAAGCGTTGTAGGGAATGACAGCGTGGTGACAGTAGGTTTTGA 
ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCAGTTTTGCAAGCTT 
GGTGTGAAATNCCCGGGCTCAACCCCGGAACCGCATTGAGAACTATAAGACTAGAGTTACTGAAGTGAAACTGGAATTCCAGGTGTAGGGGTGAAATCTGTAGAT 
ATCTGGAAGAACACCAATGGCGAAGGCAAGTTTCAGGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCGCAC 
AGTAAACGATGTACACTAGGTGTCTGGTCAAGAGACTGGGTGCCAAAGCAAACGTGATAAGTGTACCGCCTGGGAAGTATGCCCGCAAGGGTGAAACTCAAAGGA 
ATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGGTACGCGAGGAACCTTACCTGGGTTTGACATATACTGGAATGTGTTGGAGACAACAGA 
GCGTAGCAATACGCCGGTATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTAC 
CAGCAAGTAATGTTGGGGACTCTGGCGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGT 
GCTACAATGGTTGAAACAGAGCGAAGCGAATCCGCAAGGTAGAGCAAAACGCAAAAAAGCAATCGTAGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGTTG 
GAATCGCTAGTAATCGCGCATCAGCACGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTAGAGGGTACCCGAAGCCGGTAG 
TCTAACCCGAAAGGAGGACGCTGTCGAAGGTACGTTTTGTAAGGAGGGTGAAGTCGTAACAAGGTAGCGTACCGAAGTGTGTTGATCATCTCNNNNGTACTTTGA 
AGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCCTAACACATGCAAGTCGAGCGCACCCTTCGGGGCGAGCGGC 
GGACGGGTTAGTAACGCGTGGGAACATACCCTTTACTACGGAATAGCCTCGGGAAACTGAGAGTAATACCGTATGTGCCCTTCGGGGGAAAGATTTATCGGTAAA 
GGATTGGCCCGCGTAAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTACGATCTTTAGCTGGTTTTAGAGGATGATCAGCAACACTGGGANTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGTGTGATGAAGGCCTTAGGGTCGTAAAGCA 
CTTTCGCTAGGGATGATAATGACAGTACCTAGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACT 
GGGCGTAAAGCGTACGTAGGCGGATCAGAAAGTAAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCTTAAACTCCTGGTCTTGAGTTCGAGAGAGGTGA 
GTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGTATACTGTTCGGTGACACACCTAACGGATTAAGCATTCCG 
CCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
ACCCTTGACATCCTGTGCTAACCCGAGAGATCGGGCGTTCACTTCGGTGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTT 
AAGTCCGGCAACGAGCGCAACCCACATCTTTAGTTGCCATCATTTAGTTGGGCACTCTAAAGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAA 
GTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCATTTACAATGGGTTAATCCCCAAAAGATGTCTCAGTTCGGATTGGGGTCTGCAACTCGA 
CCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTAC 
CCGACGGCCGTGCGCCAACCCGTAAGGGAAGCAGCGGACCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCCTA 
ACACATGCAAGTCGAGCGCACCCTTCGGGGCGAGCGGCGGACGGGTTAGTAACGCGTGGGAACATACCCCTTTCTACGGAATAGCCTCGGGAAACTGAGAGTAAT 
ACCGTATAAGCCCTTCGGGGGAAAGATTTATCGGGAAGGGATTGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTACGATCTATAGCTG 
GTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCA 
TGCCGCGTGTGTGATGAAGGTCTTAGGATCGTAAAGCACTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGATCAGAAAGTATAGGGTGAAATCCCAGGGCTCAACCCTGGAACT 
GCCTTGTAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTC 
ACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGTA 
TACTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTGTGCAAACCCGAGAGATCGGGTGTTCACTTCGGTGACGCAGTGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGGTTAAGCTGGGCACTCTAGGGAAA 
CTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCC 
CCAAAAGCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGTAACAGCATGACACGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCGCTAACCCTTCGGGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 


australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Quatrionicoccus. 


569056 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


569056 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


569056 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


569056 Bacteria_16S 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


569056 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


569056 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


569056 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


569056 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


569056 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


569056 Bacteria_16S 


strain LMG 20598 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
569056 Bacteria_16S 1359134 1359195 20 78 gi| 228720024 
thailandensis strain E264 16S ribosomal RNA, partial sequence 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia; pseudomallei group. 

569056 Bacteria_16S 1386360 1386421 20 78 gi|228716754 
strain STM815 16S ribosomal RNA, partial sequence 1386182 13876 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
569056 Bacteria_16S 1423995 1424029 49 83 gi|224581442 
strain B4P 16S ribosomal RNA, partial sequence 1423741 14252 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
569056 Bacteria_16S 1437938 1437972 49 83 gi| 224581429 
strain S2 16S ribosomal RNA, partial sequence 1437684 14391 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
569056 Bacteria_16S 1472623 1472684 20 78 gi| 224581402 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkh 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
complex. 

569056 Bacteria_16S 1516430 1516464 61 94 gi| 219873435 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; De 
Desulfotignum. 

569056 Bacteria_16S 1646930 1646960 56 86 gi|219878444 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
569056 Bacteria_16S 1648427 1648457 56 86 gi| 219878443 


DSM 5900 16S ribo 
Alphaproteobacter 


569056 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


569056 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


487606 487683 20 93 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
527427 527465 47 85 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
561026 561087 20 78 gi 
ain 170-96 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


562575 562636 20 78 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


893994 894055 20 78 gi 
etaproteobacteria; Burkholderiales; Bu 
925087 925121 61 94 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
1064469 1064546 20 93 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1094393 1094462 20 86 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1266659 1266737 20 94 gi 
S ribosomal RNA, partial sequence 
1283009 1283070 20 


78 gi 


1895431 1895465 61 94 gi 
eltaproteobacteria; 
1936004 1936073 20 


Desulfobacterales; 
86 gi 


569056 Bacteria_16S 


ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1970778 1970839 20 78 gi 


16S ribosomal RNA, partial sequence 893783 89526 


924822 92631 


1266430 12679 
etaproteobacteria; Burkholderiales; Ox 


16S ribosomal RNA, partial sequence 1282800 12842 


somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae; 


6S ribosomal RNA, partial sequence 1895145 18966 


265678726 
ce 48737 
irillales; 
265678700 
52719 
nadales; M 
265678678 
sequence 
eria; Rhod 


265678677 
sequence 
ia; Acidit 


265678448 


rkholderia 
265678428 


Desulfoba 
265678334 
sequence 
ria; Ocean 
265678313 
10942 
rillales; 
219846423 


alobactera 
219846066 


; Stella. 
219878267 


Desulfoba 
219878237 
equence 
ria; Burkh 


ref |NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref |NR_028983.1 
560822 562307 
ospirillales; Ac 


NR_028982.1 
562358 563851 
hiobacillales; 


ref|NR_028750.1 


; Pandoraea 
NR_028730.1 


ceae 
ref 


cteraceae; Desul 
ref |NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteracea 
ref|NR_026014.1 
ceae; Massilia. 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref|NR_027587.1 
1358923 136041 
Burkholderiales; 
ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027224.1 
; Th 
ref 


auera. 
NR_027211.1 
; Th 
ref 
olde 
ceae 


auera. 
NR_024882.1 
ria ambifari 
Burkholder 


’ 


ref|NR_025194.1 
1516159 151759 
sulfobacterales; 


ref|NR_025583.1 
race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025376.1 

1935800 193729 
olderiales; Coma 


219878214 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 


ref|NR_025353.1 
1970584 197204 


e: 


Marinomonas 
monas ushuaiensis 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 

Roseomonas 

Roseomonas 
etobacteraceae; 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 

Marinomonas 
0 Marinomonas 
rinomonas. 

Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 

Massilia timonae 


’ 


23 Massilia timonae Bacteria; 


Burkholderia hospita 


hospita Bacteria; 


ia. 

Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Desulfotignum 
6 Desulfotignum 


Desulfobacteraceae; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Comamonas 
7 Comamonas 
monadaceae; Comamonas. 

Herbaspirillum 
9 Herbaspirillum 


569056 Bacteria_16S 


1975494 1975528 61 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 19752 


gi| 219878211 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


569056 Bacteria_16S 


1978614 1978648 61 
anilini strain Anil 16S ribosomal RNA, partial sequence 


gi|219878209 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


569056 Bacteria_16S 


2000337 2000383 49 
proteus strain 42 16S ribosomal RNA, partial sequence 


gi|219878195 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


569056 Bacteria_16S 


2028974 2029043 20 
strain DSM 169 16S ribosomal RNA, partial sequence 


gi|219878176 


2028754 20301 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


569056 Bacteria_16S 


2349501 2349578 12 


gi|219857494 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 23493 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho: 
2354099 2354133 61 


569056 Bacteria_16S 


gi|219857491 


limimaris strain DCB-M 16S ribosomal RNA, partial sequence 23538 


Bacteria; Proteobacteria; Deltaproteobacteria; 
2384457 2384518 20 


569056 Bacteria_16S 


Syntrophobacterale 


gi|219857470 


strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 23857 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
2385981 2386042 20 


569056 Bacteria_16S 


gi|219857469 


caledonica strain LMG 19076 16S ribosomal RNA, partial sequence 


caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkhold 
2498070 2498104 49 
strain 3CB-1 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Rhodocyclales; 
2653455 2653521 20 
strain SWub3 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Rhodocyclales; 
2717855 2717916 20 


569056 Bacteria_16S 


569056 Bacteria_16S 


569056 Bacteria_16S 


gi| 219857384 
2497830 24993 


Rhodocyclaceae 


gi] 219857222 
2653267 26546 


Rhodocyclaceae 


gi|219857176 


chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequenc 


chlorophenolicum Bacteria; 


Herbaspirillum. 
569056 Bacteria_16S 


Proteobacteria; 


2855248 2855293 50 


Betaproteobacteria; Bu 


gi|219856887 


strain ATCC 12775 16S ribosomal RNA, partial sequence 28549 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


569056 Bacteria_16S 


2996992 2997053 20 


gi|219846925 


caldus strain KU 16S ribosomal RNA, partial sequence 2996783 29982 


Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidith 
3059336 3059370 49 
strain AX39 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
3060877 3060911 49 


569056 Bacteria_16S 


569056 Bacteria_16S 


gi| 219846882 
3059104 30605 


gi| 219846881 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 


mechernichensis Bacteria; 


569056 Bacteria_16S 


Proteobacteria; 
3074141 3074207 20 


Betaproteobacteria; Rho 
gi| 219846872 


limneticum strain cda-1 16S ribosomal RNA, partial sequence 30739 


Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
3077201 3077262 20 


569056 Bacteria_16S 


gi|219846870 


caribensis strain MWAP64 16S ribosomal RNA, partial sequence 


caribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkhold 
3111773 3111807 61 


569056 Bacteria_16S 


gi| 219846847 


halotolerans DSM 11383 16S ribosomal RNA, partial sequence 31115 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


569056 Bacteria_16S 


3243665 3243742 21 


gi|219846758 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 


hydrogenovorans Bacteria; 
Desulfonatronovibrio. 


569056 Bacteria_16S 


Proteobacteria; 


3269102 3269163 20 


strain Feox-1 16S ribosomal RNA, complete sequence 


Deltaproteobacteria; De 


gi| 219846741 
3268876 32703 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


569056 Bacteria_16S 


3418096 3418165 20 


gi| 219846632 


frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 


Gluconobacter. 
569056 Bacteria_16S 


3522175 3522209 49 


gi|219846561 


strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 35234 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


569056 Bacteria_16S 


3574067 3574136 20 


19783 


20000 


ref|NR_025350.1 


ref |NR_025348.1 


ref|NR_025334.1 


ref|NR_025315.1 
Chromatium. 
ref |NR_025082.1 
ref|NR_025079.1 
ref|NR_025058.1 
ref|NR_025057.1 
2385781 238725 
ref |NR_024972.1 


; Thauera. 
ref|NR_024850.1 


; Azoarcus. 
ref|NR_024804.1 
e 2717632 271910 
ref|NR_024706.1 
teriaceae. 
ref|NR_026517.1 
ref|NR_026474.1 
; Thauera. 


ref |NR_026473.1 
3060645 306213 


ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref |NR_026462.1 

3076975 307840 
eriales; Burkhol 
ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026350.1 

3243444 324494 
sulfovibrionales 


ref|NR_026333.1 
ref |NR_026224.1 

3417892 341936 
rillales; Acetob 


ref |NR_026153.1 


; Thauera. 


gi|219846526 


15 1976722 Desulf 
Desulfobacterac 


26 1979852 Desulf 
Desulfobacterac 


08 2355330 Desulf 
s; Syntrophaceae 


eriales; Burkhol 


rkholderiales; O 


85 2856506 Pseudo 


docyclales; Rhod 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Obesumbacterium 


96 2001585 Obesumbacterium proteus 
Enterobacteriac 


eae; Obesumbacterium. 
Chromatium okenii 


44 Chromatium okenii Bacteria; 


Hyphomicrobium 


35 2350745 Hyphomicrobium sulfonivorans 
microbiaceae; Hy 


phomicrobium. 

Desulfomonile 

omonile limimaris 

; Desulfomonile. 
Burkholderia fungorum 


30 Burkholderia fungorum Bacteria; 
ceae; Burkholderi 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Pseudomonas flectens 


monas flectens Bacteria; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 
5 Thauera 


ocyclaceae; Thauera. 


Ferribacterium 
acterium limneticum 
ibacterium. 
Burkholderia 

6 Burkholderia 


deriaceae; Burkholderia. 


Desulfobacter 


obacter halotolerans 
eae; Desulfobacter. 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Gluconobacter 
7 Gluconobacter 


acteraceae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


ref|NR_026118.1 


Gluconobacter oxydans 


strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 


569056 Bacteria_ 


pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 359214 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Acetobacter. 

569056 Bacteria_16S 3666902 3666948 49 94 gi| 219846459 |ref|NR_026050.1 
strain ATCC 15712 16S ribosomal RNA, partial sequence 3666679 3668133 Brenne 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
569056 Bacteria_16S 3962538 3962616 20 94 gi|219846250|ref|NR_025840.1 


strain FR2 16S ri 
B 


Proteobacteria; 


569056 Bacteria_ 
alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum. 
569056 Bacteria_ 


pratensis strain 
Bacteria; 


569056 Bacteria_ 
salexigens strain 
salexigens Bacter 


Aestuariibacter. 


569056 Bacteria_ 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
569056 Bacteria_ 


strain SE-32A-C8 
Proteobacteria; 


Proteobacteria; 


Desulfuromusa. 


569056 Bacteria_ 


strain Kysw2 16S 
Proteobacteria; 


Pelobacter. 


569056 Bacteria_16S 


strain B7-43 16S 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteob 


G 
569056 Bacteria_ 
strain N. Pfennig 
G 
569056 Bacteria_ 
succinoxidans str 
succinoxidans Bac 


Deltaproteobacteria; Desulfuromonadales 
569056 Bacteria_16S 
acetylenicus stra 
acetylenicus Bact 


D 
569056 Bacteria_16S 
luminescens subsp 
luminescens subsp 
Enterobacteriacea 
569056 Bacteria_16S 
strain CR 16S rib 
E 
569056 Bacteria_16S 
hydrogeniphilus s 
hydrogeniphilus B 
569056 Bacteria_16S 
PB90-1 16S ribosomal RNA, partial sequence 
Opitutae; Opituta 
569056 Bacteria_16S 
luminescens subsp 

Photorhabdus luminescens subsp. 
Enterobacteriales 
569056 Bacteria_16S 
strain 4N13 16S r 
G 
569056 Bacteria_16S 
strain 9A01 16S r 
G 
569056 Bacteria_16S 


16S 3590874 3590943 20 86 gi| 219846515 


bosomal RNA, partial sequence 3962329 39637 
etaproteobacteria; Burkholderiales; Comamonadace 
16S 4026478 4026512 61 94 gi| 219846205 
in PF2803 16S ribosomal RNA, partial sequence 

eria; Proteobacteria; Deltaproteobacteria; Desul 


16S 4084061 4084130 20 86 gi 
F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methylophilales; Me 
16S 4129304 4129373 20 86 gi| 219846130 
JC2042 16S ribosomal RNA, partial sequence 

ia; Proteobacteria; Gammaproteobacteria; 


219846163 
e 40838 


16S 4164927 4164961 61 94 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Deltaproteob 


219846104 
al sequenc 
acteria; D 


265679061 
4533 
ionellacea 


16S 3320 3353 47 80 gi 
16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 
16S 57810 57843 47 80 gi| 265679025 
2711 16S ribosomal RNA, partial sequence 57580 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
16S 141353 141386 62 94 gi| 265678968 
ain Gylac 16S ribosomal RNA, partial sequence 

teria; Proteobacteria; Deltaproteobacteria; Desu 


16S 142836 142869 62 94 
ribosomal RNA, partial sequence 


gi| 265678967 
142594 14403 
; Desulfur 
265678930 
equence 
ria; Desul 


199263 199296 62 94 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


361992 362025 62 94 gi| 265678813 
ribosomal RNA, partial sequence 361716 36321 
eltaproteobacteria; Desulfovibrionales; Desulfov 
518241 518278 49 86 gi| 265678706 
» kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 
e; Photorhabdus. 
536581 536614 62 gi| 265678694 
osomal RNA, partial sequence 536318 53780 
psilonproteobacteria; Nautiliales; Nautiliaceae; 
620014 620047 62 94 gi| 265678638 
train AM1116 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Epsilonproteobacteria; 

695864 695897 62 94 gi| 265678585 
695588 697067 Opitu 


94 


les; Opitutaceae; Opitutus. 
722933 722970 49 86 gi 
laumondii strain TTO1 16S ribosomal 


265678566 
RNA, parti 


; Enterobacteriaceae; Photorhabdus. 


745603 745683 6 83 gi| 265678549 
ibosomal RNA, partial sequence 745469 74679 
ammaproteobacteria; Pseudomonadales; Moraxellace 
746978 747058 6 83 gi| 265678548 
ibosomal RNA, partial sequence 746844 74816 
ammaproteobacteria; Pseudomonadales; Moraxellace 


Alteromonad 


ref|NR_026107.1 


ae; Rhodoferax. 
ref|NR_025795.1 

4026183 402770 
fobacterales; De 


ref|NR_025753.1 
73 4085273 Methyl 
thy lophilaceae; 
ref|NR_025720.1 
129099 413053 
ales; Altero 


rs 


ref |NR_025694.1 
e 4164674 416611 
esulfobacterales 
ref |NR_029369.1 
e; Legionella. 
ref |NR_029333.1 

59029 Thiocy 
Thiocystis. 
ref |NR_029276.1 


141109 142543 
1lfuromonadales; 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref |NR_029238.1 

198985 200521 
furomonadales; P 


ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; Des 
ref|NR_029011.1 
sequence 517982 
cteria; Enteroba 


ref|NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref |NR_028943.1 

619766 621178 
Nautiliales; Nau 
ref|NR_028890.1 
tus terrae Bacte 


ref 
als 


NR_028870.1 
equence 


ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 


749728 749808 6 83 gi| 265678546 


tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Acinetobacter. 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Methylobacillus 

obacillus pratensis 

Methylobacillus. 
Aestuariibacter 

7 Aestuariibacter 

monadaceae; 


Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


, 


Legionella erythra 


Legionella erythra Bacteria; 


Thiocystis violacea 
stis violacea Bacteria; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Pelobacter 
Pelobacter 
elobacteraceae; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 
Photorhabdus 
519496 Photorhabdus 
cteriales; 


Caminibacter profundus 


profundus Bacteria; 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Opitutus terrae strain 
ria; Verrucomicrobia; 


Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Acinetobacter tandoii 
tandoii Bacteria; 

a 

Acinetobacter gerneri 
gerneri Bacteria; 

ine 

Acinetobacter 


ref |NR_028850.1 
749594 750918 


Acinetobacter 


569056 Bacteria_16S 
strain B2 16S rib 
G 
569056 Bacteria_16S 
conservatrix stra 
conservatrix Bact 


Proteobacteria; 


Desulforegula. 


569056 Bacteria_16S 


strain LMG 16407 
Proteobacteria; 


strain LSv21 16S 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


Desulfuromonas. 


569056 Bacteria_16S 
ishimotonii strai 
ishimotonii Bacte 


Desulfonema. 


569056 Bacteria_16S 


ganghwensis strai 


ganghwensis Bacte 
569056 Bacteria_16S 
magneticus strain 
Proteob 
569056 Bacteria_16S 


Bacteria; 


strain 525 16S ri 
Proteobacteria; E 


569056 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


569056 Bacteria_16S 
macestii strain M 


Bacteria; Proteob 


569056 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


569056 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


569056 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


569056 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


569056 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


569056 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


569056 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


569056 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


B 
569056 Bacteria_16S 


D 
569056 Bacteria_16S 
DSM 20544 16S rib 
Firmicu 
569056 Bacteria_16S 
C91 16S ribosomal 
B 
569056 Bacteria_16S 
chloroethenica st 
chloroethenica Ba 


752478 752558 
osomal RNA, partial 
ammaproteobacteria; Pseudomonadales; M 
853118 853151 62 94 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


6 
sequence 


83 gi 


895529 895590 20 78 gi 
etaproteobacteria; Burkholderiales; Bu 
921974 922007 62 94 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
1163969 1164033 20 81 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1179129 1179190 20 78 gi 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1268248 1268281 62 94 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobacte 
1269798 1269835 49 86 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


se 
ia 


1277091 1277128 49 86 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1368263 1368296 62 94 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1768818 1768851 62 94 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
1893854 1893887 62 94 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


qu 


ti 


eq 
a; 


1977050 1977083 62 94 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
1981720 1981753 62 94 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
1983305 1983338 62 94 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


ib 


ng 
ue 
1984889 1984922 62 94 gi 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


ue 
a; 


2268001 2268026 61 

osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2472675 2472712 47 84 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2675969 2676002 62 94 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2695209 2695278 20 86 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2707519 2707552 62 94 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


86 gi 


D 


S; 


C1 


ne 
oe 


s 
er 


569056 Bacteria_16S 


strain SHK-1 16S 


ia; 


265678544 
752344 75366 
oraxellace 
265678477 
quence 

ria; 


265678447 
16S ribosomal RNA, partial sequence 895318 89680 
rkholderia 
265678430 
921679 92319 
Desulfoba 
228720667 
1163739 11652 
nellaceae; 
228717704 
1178919 1180416 Nitro 
itrosomona 
219846421 
eq 


uence 
ria; 


219846400 


quence 


v 


219846127 


ence 


ia; Altero 
228718692 
ence 13679 
ibrionales 
219878358 
1768558 17700 


liaceae; 


219878268 


uence 


219878210 

19767 
rionales 
219878207 
1981436 19829 


iineae; 


219878206 


nce 


’ 


219878205 


nce 


219857554 
2267708 22692 
esulfoba 
219857401 
2472404 24737 
Syntrop 
219857205 
2675717 26771 


liaceae; 


219857191 


e 26950 
llales; 


219857183 


equence 
ia; 


2713306 2713339 62 94 
ribosomal RNA, partial sequence 


gi 


219857179 
2713036 2714515 Enhygromyxa salina Bacteria; 


Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 


Desul 


Des 


Desulf 


Desulfo 


Myxoco 


Myxococ 


Camp 


ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobact 
ref |NR_028780.1 

852834 854357 
fobacterales; D 


ref |NR_028749.1 


ceae; Pandoraea 
ref|NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_027596.1 


Mit 
ref 
somo 


suokella. 
NR_027566.1 
nas eutroph 
daceae; Nitroso 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 
ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_025497.1 


Nautilia. 
ref|NR_025407.1 

1893578 189509 
vibrionales; Des 


ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref |NR_025142.1 


cter 
ref 


aceae; Desul 
NR_024989.1 


hace 
ref 


ae; Smithell 
NR_024833.1 


Lebetimonas. 
ref |NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024811.1 

2707242 270866 
ylobacterales; H 


e 


e 


a 
monas. 


Acinetobacter baylyi 
baylyi Bacteria; 
rs 

Desulforegula 

Desulforegula 
sulfobacteraceae; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Nitrosomonas eutropha 
C91 Bacteria; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


eae; Polyangiaceae; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Saccharibacter 
ribacter floricola 
Saccharibacter. 
Hydrogenimonas 

3 Hydrogenimonas 
ydrogenimonaceae; 


v 


ref |NR_024807.1 


Enhygromyxa salina 


569056 Bacteria_16S 
lithotrophicum st 
lithotrophicum Ba 
569056 Bacteria_16S 


strain SIR-1 16S 
Proteobacteria; 


strain LS-13 16S 
Proteobacteria; 


strain 441-1 16S 
Proteobacteria; 


strain GraMall 16 
Proteobacteria; 


Sulfurospirillum. 


569056 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


569056 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


569056 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; 


arcticus strain 2 
Bacteria; Proteob 


569056 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


569056 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


569056 Bacteria_16S 


strain S51-W 16S 


strain TF-22T 16S 
Proteobacteria; 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


569056 Bacteria_16S 


phaeovibrioides s 
phaeovibrioides B 
Chlorobium. 


569056 Bacteria_16S 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partia 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chloro 
569056 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


569056 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


569056 Bacteria_16S 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


569056 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


569056 Bacteria_16S 


strain 2678 16S r 


D 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


D 
569056 Bacteria_16S 
arcachonense stra 
arcachonense Bact 


G 
569056 Bacteria_16S 


G 
569056 Bacteria_16S 


ammaproteobacteria; Legionellales; Leg 
3682086 3682119 54 87 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3698645 3698678 62 94 gi 
1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3773207 3773240 62 94 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3795849 3795886 49 86 gi 
ribosomal RNA, partial sequence 


ne 


ol 
4044697 4044766 20 86 
ribosomal RNA, partial sequence 


gi 


9165 9213 47 94 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromona 
74512 74536 62 86 gi 
train 2631 16S ribosomal RNA, partial 


acteria; Chlorobi; Chlorobia; Chlorobi 


se 
al 
75887 75911 62 86 gi 
1 
bi 
95545 95569 62 86 gi 
n Aspo2 16S ribosomal RNA, partial seq 


ria; Proteobacteria; Deltaproteobacter 


ue 
ia 


97073 97109 47 83 gi 
ain Bra2 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


qu 
er 
121646 121678 62 93 gi 
ce 
acteria; Deltaproteobacteria; Syntrophob 
293784 293808 62 86 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
315044 315068 62 86 gi 


ibosomal RNA, partial sequence 


ue 
S; 


io 
219846449 


te 
219846437 


ib 
219846382 
en 
omonadales 
219846366 
3795600 37970 
Proteobacteria; Gammaproteobacteria; Alteromonadales; C 
569056 Bacteria_16S 219846190 
4044490 40459 
ammaproteobacteria; Alteromonadales; Alteromonad 
265679057 


265679014 


265679013 


265678999 


265678998 


265678981 


265678864 


265678850 
314818 316231 Rickettsia canadensis Bacteria; 


nellaceae; Legionella. 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 


ref|NR_025957.1 


36818 
rales; R 


e 36983 
rionales 


ce 37729 


Colwellia. 
NR_025780.1 


welliaceae; 


ref 


aceae; Alteromon 
ref|NR_029365.1 

10291 Pseudo 
seudoalteromonad 


8961 


dales; P 


ref |NR_029322.1 
74295 75601 
robiaceae; Chlo 


quence 
es; Chlo xr 
ref |NR_029321.1 
75652 77039 
lorobiaceae; Chl 
ref |NR_029307.1 
95265 96764 
ovibrionales; D 


sequence 
ales; Ch 


nce 


; Desulf e 
ref|NR_029306.1 
96815 98277 


lfobacterales; 


ence 
ia; Desu D 
ref |NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref|NR_029170.1 

293547 295005 
iaceae; Prosthec 


12137 
acterale 


nce 
Chlorob 


2720966 2720999 62 94 gi|219857174|ref|NR_024802.1| Sulfurovum 
rain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
cteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

2730136 2730169 62 94 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

2990968 2991001 47 80 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

2992459 2992492 47 80 gi|219846928|ref|NR_026520.1| Legionella brunensis 
ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3051697 3051730 62 94 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
eltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

3158754 3158787 62 94 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
in F1F6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
eria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 

3488930 3488963 62 94 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
6S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
eltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

3520666 3520699 62 94 gi|219846562|ref|NR_026154.1| Pelobacter 
in DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 

3575635 3575668 47 80 gi|219846525|ref|NR_026117.1| Legionella feeleii 

ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Chlorobium 
Chlorobium 
obium/Pelodictyon group; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Prosthecochloris 
Prosthecochloris 
ochloris. 


ref|NR_029155.1 


Rickettsia canadensis 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 


group. 


569056 Bacteria_16S 357402 357442 47 87 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

569056 Bacteria_16S 390708 390775 19 83 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
569056 Bacteria_16S 571687 571727 47 87 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

569056 Bacteria_16S 583651 583683 54 86 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

569056 Bacteria_16S 680680 680716 47 83 gi|265678595|ref|NR_028900.1| Neisseria animalis 


strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
569056 Bacteria_16S 688167 688203 47 83 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 


catecholicum Bacteria; 
569056 Bacteria_16S 
strain V33 16S ri 


Proteobacteria; Deltaproteobacteria; Desul 
760111 760147 47 83 gi| 265678539 
bosomal RNA, partial sequence 759866 76120 


fobacterales; Desulfobulbaceae. 
ref|NR_028843.1| Neisseria dentiae 
6 Neisseria dentiae Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

569056 Bacteria_16S 790802 790850 47 94 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

569056 Bacteria_16S 878846 878870 62 86 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcaceae; Prochlorococcus. 

569056 Bacteria_16S 883448 883472 62 86 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

569056 Bacteria_16S 906411 906447 47 83 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

569056 Bacteria_16S 926627 926663 47 83 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

569056 Bacteria_16S 969794 969818 62 86 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

569056 Bacteria_16S 1126165 1126189 62 86 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

569056 Bacteria_16S 1209483 1209507 62 86 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 


Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
569056 Bacteria_16S 1339409 1339433 62 86 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

569056 Bacteria_16S 1347187 1347211 62 86 gi|228720860|ref|NR_027598.1| Syntrophobacter 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Syntrophobacteraceae; Syntrophobacter. 

569056 Bacteria_16S 1404297 1404321 62 86 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

569056 Bacteria_16S 1533126 1533187 20 78 gi| 219857425 |ref|NR_025013.1]| Burkholderia 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

569056 Bacteria_16S 1700400 1700448 47 94 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


569056 Bacteria_16S 


strain vc 5 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
569056 Bacteria_16S 


strain LMG 21857 
Proteobacteria; 


strain DSM 2875 1 
Firmicutes; Clost 


569056 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


569056 Bacteria_16S 
ain NCIMB 9548 16S ribosomal RNA, part 
Betaproteobacte 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


569056 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


569056 Bacteria_16S 


strain MCS 25 16S 


G 
569056 Bacteria_16S 


1844974 1844998 62 86 
ibosomal RNA, partial sequence 


gi 


1869146 1869194 47 94 gi 


1881423 1881487 20 81 gi 


ridia; Clostridiales; Veillonellaceae; 
1882999 1883063 20 81 gi 
ridia; Clostridiales; Veillonellaceae; 
1963488 1963524 47 83 gi 
teria; Proteobacteria; 
2012673 2012697 62 86 gi 
in ATCC 33883 16S ribosomal RNA, parti 


2017093 2017117 62 86 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


569056 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


569056 Bacteria_16S 


strain H-8 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritep 
569056 Bacteria_16S 2355671 2355695 62 86 gi|219857490|ref|NR_025078.1 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 235691 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibriona 
Desulfovibrionaceae; Desulfovibrio. 

569056 Bacteria_16S 2363310 2363358 47 94 gi| 219857485 |ref|NR_025073.1 


strain ATCC49733 


Proteobacteria; G 


569056 Bacteria_16S 
HHQ 20 16S ribosomal RNA, partial seq 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


569056 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


569056 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


569056 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


569056 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


569056 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


569056 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


569056 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


569056 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


569056 Bacteria_16S 


strain IC079 16S 


2067296 2067332 47 83 
ibosomal RNA, partial sequence 


gi 


2153873 2153897 62 86 
bosomal RNA, partial sequence 


gi 


ammaproteobacteria; Pasteurellales; Pa 
2415084 2415108 62 86 gi 


ia; Proteobacteria; Deltaproteobacteri 


2613755 2613779 62 86 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2638246 2638294 47 94 gi 


gi 


eria; Proteobacteria; Gammaproteobacte 
2936291 2936315 62 86 gi 
AIU 301 16S ribosomal RNA, complete s 


ia; Proteobacteria; Alphaproteobacteri 


3050149 3050173 62 86 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


3135809 3135845 47 83 gi 
n SB164P1 16S ribosomal RNA, partial s 
ria; Proteobacteria; Deltaproteobacter 


3237649 3237685 47 83 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


3407671 3407695 62 86 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


3627053 3627089 47 83 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3660773 3660821 47 94 gi 
ribosomal RNA, partial sequence 


H 


eria; Proteobacteria; Alphaproteobacte 


in 130Z 16S ribosomal RNA, partial seq 


219878305 


1844748 18461 
homonada 


YP. 
219878288 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 


219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
poromusa 


s 
219878277 


6S ribosomal RNA, partial sequence 1882756 18842 
poromusa 


Ss 
219878219 
ia 
ria; 
219878187 
al sequenc 
ria; 
219878184 


2016867 20182 


yphomonada 
219878145 


2067059 20685 
etaproteobacteria; Rhodocyclales; Rhod 


ocyclaceae 
219857632 


2153652 21550 


16S ribosomal RNA, partial sequence 2363042 23645 


steurellac 
219857450 
uence 

a; Desulfo 


219857256 


2613469 26150 
Desulfov 


a 
219857232 
uence 
ria; Paste 
219856832 
equence 

a; Rhodosp 


219846888 
sequence 
teria; Des 


219846831 
equence 
ia; Desulf 


’ 


219846762 
equence 
a; Desulfo 


219846640 
equence 

; Syntroph 
219846487 
36267 
les; Neiss 
219846464 


eromonad 


1 sequen 
Hydro 


Rhodo 


ref|NR_025444.1 


ceae; Maricauli 
ref 


NR_025427.1 


acea 
ref 


e; Glaciecol 
NR_025417.1 


ref |NR_025416.1 


ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref |NR_025323.1 
; Maricaulis 
NR_025284.1 


ceae 
ref 
; Th 
ref 


auera. 
NR_025221.1 


eae. 
ref|NR_025038.1 

2414827 241631 
vibrionales; Des 


ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


ref |NR_026480.1 
3049889 305136 
ulfovibrionales; 


ref|NR_026423.1 
135552 313703 


obacterales; Des 


w 


ref|NR_026354.1 
3237371 323891 
bacterales; Desu 


ref |NR_026232.1 
3407396 340888 
obacterales; Syn 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Ss. 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 

Desulfovibrio 
7 Desulfovibrio 
les; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 


ref|NR_026056.1 


Glaciecola pallidula 


3660516 3661990 Glaciecola pallidula Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


569056 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


569056 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


569056 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


569056 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


569056 Bacteria_16S 


strain DM-82 16S 


569056 Bacteria_16S 


strain OP 16S rib 


569056 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


3695620 3695668 47 94 gi|219846439|ref|NR_026030.1| Actinobacillus 
M319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
acteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

3885702 3885738 47 83 gi|219846305|ref|NR_025895.1| Geobacter 
train GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 

3888834 3888870 47 83 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

3890370 3890406 47 83 gi|219846301|ref|NR_025891.1| Kingella oralis strain 

3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 

a; Neisseriales; Neisseriaceae; Kingella. 

3937410 3937442 54 86 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

3941756 3941780 62 86 gi|219846264|ref|NR_025854.1| Acidiphilium rubrum 

osomal RNA, partial sequence 3941522 3942934 Acidiphilium rubrum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

3943217 3943241 62 86 gi|219846263|ref|NR_025853.1| Acidiphilium 
n TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

3946137 3946161 62 86 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 


569056 Bacteria_16S 


strain Lhet2 16S 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


569056 Bacteria_16S 


strain KLB 16S ri 


3947602 3947626 62 86 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


569056 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


569056 Bacteria_16S 


xenovorans strain 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
569056 Bacteria_16S 289086 289117 47 78 gi| 265678867 
strain CDC F5101 16S ribosomal RNA, complete sequence 28882 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
569056 Bacteria_16S 316493 316532 47 86 gi| 265678849 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 31628 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 

569056 Bacteria_16S 464646 464685 47 86 gi| 265678741 
strain AU476 16S ribosomal RNA, partial sequence 464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
569056 Bacteria_16S 907930 907969 47 86 gi| 265678439 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 90916 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobac 
569056 Bacteria_16S 1000576 1000615 47 86 gi| 265678377 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 10017 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 
569056 Bacteria_16S 1026332 1026394 21 80 gi| 265678360 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntro 
Desulfobacca. 

569056 Bacteria_16S 1192716 1192747 47 78 gi|228715722 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Borde 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
569056 Bacteria_16S 1456189 1456220 47 78 gi|224581416 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 14559 


Bacteria; Proteob 


569056 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


569056 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


13718 13757 47 86 gi 
strain B-38 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Gammaproteo 


255939 255970 47 78 gi 
LB400 16S ribosomal RNA, partial sequ 


acteria; Betaproteobacteria; Burkholde 
1471264 1471295 47 78 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1507397 1507463 20 83 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


569056 Bacteria_16S 


denitrificans str 


1835630 1835661 47 78 
ain Chol-1S 16S ribosomal RNA, 


gi 
complet 


3945905 39473 


3947368 39487 


Acetobacte 
219846260 


Acetobacte 
265679054 
1 sequence 
bacteria; 


265678891 
ence 25570 


riales; Al 
224581405 
uence 

; Burkhold 
219846303 
mplete seq 
proteobact 


219878311 


17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref |NR_029362.1 

13461 14981 
Thiotrichales; F 
ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 
ref |NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029154.1 
2 317695 Ricket 
e; Rickettsieae; 


v 


ref|NR_029046.1 
llaceae; Inquili 
ref |NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028679.1 


iace 
ref 


ae; Thiomicr 
NR_028662.1 
026088 102759 
phobacterales; S 


R 


ref 
tell 


NR_027537.1 
a hinzii LMG 
ae; Bordetella. 
ref|NR_027197.1 
66 1457283 Achrom 
caligenaceae; Ac 
ref |NR_027186.1 

1471041 147236 
eriales; Alcalig 
ref |NR_025893.1 
uence 150715 
eria; Neisserial 


, 


e sequence 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Bordetella holmesii 
ella holmesii Bacteria; 


Rickettsia akari 
tsia akari Bacteria; 


Rickettsia; spotted 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 

Erythrobacter citreus 
citreus Bacteria; 
obacter. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Bordetella hinzii LMG 
13501 Bacteria; 


Achromobacter 

obacter ruhlandii 

hromobacter. 
Achromobacter 

1 Achromobacter 

enaceae; Achromobacter. 
Neisseria elongata 

8 1508633 Neisseria 

es; Neisseriaceae; 


Sterolibacterium 


ref|NR_025450.1 
1835368 183689 


8 Sterolibacterium 


denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Sterolibacterium. 


569056 Bacteria_16S 1875237 1875276 47 86 
strain HK85 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


569056 Bacteria_16S 1896968 1896999 47 78 


strain DSM 11334 


569056 Bacteria_16S 
defragrans strain 
Bacteria; 
569056 Bacteria_16S 
strain SW-47 16S 


2073465 2073496 47 78 


2100909 2100948 47 86 
ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 


569056 Bacteria_16S 
strain ACEM 9 16S 


2293764 2293803 47 86 
ribosomal RNA, partial sequence 


2329954 2329985 47 78 
ribosomal RNA, partial sequence 


569056 Bacteria_16S 
strain IPT10 16S 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


569056 Bacteria_16S 2340506 2340537 55 86 
strain LBB1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


569056 Bacteria_16S 2396627 2396666 47 86 


gi|219878284 
1874987 18764 


gi|219878265 


16S ribosomal RNA, partial sequence 1896710 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


gi| 219878141 


gi| 219878121 
2100672 21021 


gi|219857535 
2293525 22949 


gi|219857509 
2329695 23312 


gi|219857501 
2340265 23417 


gi| 219857462 


gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 


gottschalkii Bacteria; 
Anaerobranca. 
569056 Bacteria_16S 


Firmicutes; Clostridia; 


2468188 2468227 47 86 


aerophilum strain AL3 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; 


569056 Bacteria_16S 2618387 2618453 20 83 
strain CKB 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


569056 Bacteria_16S 2835245 2835276 47 78 


Clostridiales; 


219857404 
24679 


gi 
gi] 219857253 
2618180 26196 


gi|219856900 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 


Bacteria; 


569056 Bacteria_16S 2918212 2918278 20 83 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi| 219856844 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 


thermoluteolus Bacteria; 
Hydrogenophilus. 
569056 Bacteria_16S 3108776 3108815 47 86 
strain N1 16S ribosomal RNA, complete sequence 


Proteobacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


569056 Bacteria_16S 
africanus strain 


3242133 3242172 47 86 


Desulfovibrio. 


569056 Bacteria_16S 3349769 3349800 47 78 


Betaproteobacteria; 


gi| 219846849 
3108566 31099 


gi|219846759 


DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; 


gi| 219846684 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 33510 


569056 Bacteria_16S 
strain 18323 16S 


3803411 3803442 47 78 
ribosomal RNA, partial sequence 
3804925 3804956 47 


569056 Bacteria_16S 78 


gi| 219846360 
3803146 38046 


gi| 219846359 


parapertussis strain 522 16S ribosomal RNA, partial sequence 


parapertussis Bacteria; 
569056 Bacteria_16S 


Proteobacteria; 


3806439 3806470 47 78 


Betaproteobacteria; 


gi|219846358 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 


bronchiseptica Bacteria; 
569056 Bacteria_16S 
helveticus strain 
Bacteria; 
569056 Bacteria_16S 3835295 3835326 55 86 
strain C-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


3807938 3807973 60 94 


569056 Bacteria_16S 4065825 4065864 47 86 


Betaproteobacteria; 


gi|219846357 


D5248 16S ribosomal RNA, partial sequence 38076 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 


gi| 219846338 
3835060 38365 


gi|219846175 


strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 40669 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


569056 Bacteria_16S 4127845 4127884 47 86 


gi|219846131 


halophilus strain JC2043 16S ribosomal RNA, partial sequence 


halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


Aestuariibacter. 


569056 Bacteria_16S 4175577 4175608 47 78 


gi| 219846096 


eromonadaceae; 


Desulfovibrionales; 


Burkholderiales; Alca 


Desulfovibrionaceae; 


Alteromonadales; 


ref |NR_025423.1 


ref|NR_025404.1 
Bordetella. 


ref |NR_025280.1 


ref |NR_025260.1 


ref |NR_025123.1 
Shewanella. 
ref|NR_025097.1 
17 Burkholderia 


ref|NR_025089.1 


ref|NR_025050.1 
2396386 239781 


Clostridiales Famil 


ref|NR_024992.1 
28 2469361 Thioal 


ref|NR_024884.1 
85 Dechloromonas 
Dechloromonas. 
ref|NR_024721.1 


ref|NR_024663.1 
2918000 291946 


ref|NR_026441.1 


ref |NR_026351.1 
3241884 324339 
Desu 
ref |NR_026276.1 
Paucimonas 
ref|NR_025951.1 
Bordetella. 
ref|NR_025950.1 

3804660 380612 


ref |NR_025949.1 
3806174 380763 


Burkholderiales; Alc 


ref |NR_025948.1 
88 3809126 Campyl 
ref|NR_025928.1 
Halomonas 
ref|NR_025765.1 
84 Desulfovibrio 
Des 
NR_025721.1 


127615 412904 
Altero 


ref 


rs 


ref|NR_025686.1 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
Haemophilus. 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Castellaniella 


54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromonas. 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


Burkholderia sacchari 


sacchari Bacteria; 
Burkholderia. 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
Rhodobaca. 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Thioalkalimicrobium 
kalimicrobium aerophilum 


Piscirickettsiaceae; Thioalkalimicrobium. 


Dechloromonas agitata 
agitata Bacteria; 


Burkholderia 


92 2836452 Burkholderia kururiensis 
Burkholderiaceae; 


Burkholderia. 
Hydrogenophilus 
0 Hydrogenophilus 


Hydrogenophilales; Hydrogenophilaceae; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
Rhodovulum. 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Achromobacter spanius 


strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


569056 Bacteria_ 
insolitus strain 


insolitus Bacteri 


569056 Bacteria_ 


strain LC 1 16S r 
Clost 


Firmicutes; 
569056 Bacteria_ 


effusa strain AP1 


16S 4177062 4177093 47 78 gi 
LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 
16S 243977 244011 47 81 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
16S 386171 386201 55 85 gi 
03 16S ribosomal RNA, partial sequence 


219846095 
quence 

Burkholde 
265678899 
243690 24511 
Megasphae 
265678797 


38592 


ref|NR_025685.1 
4176834 417830 


Achromobacter 
6 Achromobacter 
riales; Alcaligenaceae; Achromobacter. 
ref|NR_029207.1| Megasphaera elsdenii 
5 Megasphaera elsdenii Bacteria; 
ra. 
ref|NR_029102.1 
1 387397 Hydroc 


Hydrocarboniphaga 
arboniphaga effusa 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
569056 Bacteria_16S 548768 548802 47 81 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

569056 Bacteria_16S 726084 726118 47 81 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

569056 Bacteria_16S 735083 735117 47 81 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

569056 Bacteria_16S 764661 764695 47 81 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

569056 Bacteria_16S 804585 804619 47 81 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

569056 Bacteria_16S 809209 809255 50 94 gi|265678506|ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

569056 Bacteria_16S 827496 827530 47 81 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

569056 Bacteria_16S 865473 865503 65 94 gi|265678468|ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

569056 Bacteria_16S 948201 948262 20 78 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

569056 Bacteria_16S 949762 949823 20 78 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

569056 Bacteria_16S 971381 971411 65 94 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
569056 Bacteria_16S 980379 980409 65 94 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 
569056 Bacteria_16S 1035475 1035536 20 78 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

569056 Bacteria_16S 1271267 1271301 61 94 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

569056 Bacteria_16S 1328706 1328740 47 81 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

569056 Bacteria_16S 1686415 1686481 20 83 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 

569056 Bacteria_16S 1724784 1724853 20 86 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

569056 Bacteria_16S 1747617 1747651 47 81 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

569056 Bacteria_16S 1879872 1879906 47 81 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

569056 Bacteria_16S 1884609 1884643 47 81 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; Veillonellaceae; 


Sporomusa. 


NNNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATGAGGAGCTTGCTCCTCTGACGTT 
AGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGAATAACTCCGGGAAACCGGGGCTAATGCCGGATAATATGCGGAACCGCATGGTTCTG 
CAATGAAAGACGGTTTTGCTGTCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATACGTAGCCGACCTGAGAG 
GGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTG 
AGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATTAGGGAAGAACAAGTGCGTAGGTAACTATGCGCACCTTGACGGTACCTAATCAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACG 
GCTCAACCGTGGAGGGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCA 
GTGGCGAAGGCGACTTTCTGGTCTGCAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGC 
TAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTTTGACCGCTCTAGAGATAGAGTCTTCCCCTTCGGG 
GGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCAGCATTAAG 
TTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGAC 
AGTACAAAGGGCAGCGAAACCGCGAGGTCAAGCAAATCCCATAAAGCTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTA 
ATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTCGTAACACCCGAAGCCGGTGGAGTAACCTTTTA 
GGAGCTAGCCGTCGAAGGTGGGACGAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGAAGT 
AGCTTGCTACTTCGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCTTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATGC 
TTTTGTTTGTAATGAACGGNAGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAAGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAG 
GCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCCATGCCACGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGTGGATGTGTTAATAGCGCATTCATTTGACGT 
TAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGAT 
GATTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATAGCATTTGAAACTGGTCATCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAA 
ATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATT 
AAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGCCAG 
CGGAGACGCAGGTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTA 
GGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACTTGCAAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGA 
CTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAA 
AAGAAGTAGGTAGTTTAACTTCGGGAGAACGCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACAC 
ATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGGTGGAAACGCCGT 
CTAATACCGGATACGACCTGCCACCTCATGGTGGAGGGTGGAAAGTTTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCA 
AGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGG 
CGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCGAAGTTTTCTTCGGGTTGACGGTAGG 
TGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTC 
GCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGC 
GCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACTCGCA 
GAGATGTGAGGTCATTTAGTTGGCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTT 
CCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGC 
TGCAAACATGCTACAATGGCCGGTACAATGGGCGTGCGATACCGCAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCC 
CATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCC 
GAAACTTGCGGCCTAACCCCTTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGACGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATGGAAGCTTGCTTCCAGGCGTCGAGCGGCGG 
ACGGGTGAGTAATGCATNGGAATCTGCCCGGTAGTGGGGGATAACGTGTGGAAACGCACGCTAATACCGCATACGTCCTACGGGAGAAAGGAGGGGATCTTCGGA 
CCTTTCGCTATCGGATGAGCCCATGTCGGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCG 
GGTTGTAAAGCACTTTCAGCGAGGAGGAAGTCATGTTGGTTAATACCCGGCATGAAGGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAACGCTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCTGTTAAGCCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTG 
CATTTGGAACTGGCGGACTTGAGTGCAGGAGAGGAAGGTAGAACTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAAGAATACCAGTGGCGAAGGCGGCCTT 
CTGGACTGACACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGATCCCTA 
GAGGATTTANTGGCGCAGTTAACGCAGTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCAGAGAACTTGGTAGAGATACCTTGGTGCCTTCGGGAGCTCTGAGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCGATTCGGTCGGGAACTCTAAGGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGGTACAGAGGGCAGCGAAG 
CGGCGACGTGGAGCTAATCCCAGAAAGCCTGCCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCGCTCACACCATGGGAGTAGATTGCACCAGAAGTGGCTAGTGTAACCGTAAGGGACACGGTCACCACGGTG 
TGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATATACCCT 
GCTGGTCGCATGGCCTGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAG 
CCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAG 
CGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACAGACGAAGCGCAAGTGACGGTATGTGCAGAAGAANGACCGGCCAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACT 
GTGGGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA 
GGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTG 
GGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTG 
CAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTGATGGTGGGGACT 
CGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAG 
GGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGG 
GAGCCGTCNAAGGTGGGATCGGCGATTGGGACGAANTCGTAACAAGGTANCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAT 


569056 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


569056 Bacteria_16S 


micronuciformis s 
micronuciformis B 


569056 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


569056 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


569056 Bacteria_16S 


denitrificans str 
denitrificans Bac 


569056 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


569056 Bacteria_16S 


hyointestinalis s 


Campylobacterales 


569056 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


569056 Bacteria_16S 


strain T7 16S rib 


Proteobacteria; B 


569056 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


569056 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


569056 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


569056 Bacteria_16S 


1964977 1965039 19 78 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
is strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
is Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 

2140308 2140342 47 81 gi|219857641|ref|NR_025230.1| Megasphaera 
train AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
acteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

2314833 2314894 20 78 gi|219857519|ref|NR_025107.1| Comamonas koreensis 

16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

2335993 2336025 54 86 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
n ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Ts 

2352516 2352585 20 86 gi|219857492|ref|NR_025080.1| Comamonas 
ain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

2424273 2424334 19 77 gi|219857442|ref|NR_025030.1| Halothiobacillus 
-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
acteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 

2525454 2525484 65 94 gi|219857360|ref|NR_024948.1| Campylobacter 
ubsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 

Campylobacter hyointestinalis subsp. lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
; Campylobacteraceae; Campylobacter. 

2544499 2544560 20 78 gi| 219857347 |ref|NR_024935.1| Acidovorax facilis 
16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

2743460 2743521 20 78 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
osomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

2847418 2847479 20 78 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

2867566 2867627 20 78 gi|219856879|ref|NR_024698.1| Herbaspirillum 
ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
a; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

3013719 3013780 20 78 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 

ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

3137342 3137372 65 94 gi|219846830|ref|NR_026422.1| Sulfurospirillum 

Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 


deleyianum strain 


Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Campy lobacteracea 


569056 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; Clost 


569056 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


569056 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


569056 Bacteria_16S 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


569056 Bacteria_16S 


actinomycetemcomi 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


569056 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


569056 Bacteria_16S 


valerianellae str 
valerianellae Bac 


569056 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


569056 Bacteria_16S 


Sulfurospirillum. 

3202745 3202779 47 81 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
3444618 3444652 47 81 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
4064317 4064347 65 94 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
36594 36627 54 87 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


e; 
gi 


’ 


292287 292320 47 80 gi 
tans strain 277/49-50(8) 16S ribosomal 


asteurellaceae; Aggregatibacter. 
503112 503137 62 87 gi 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


576090 576151 20 78 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
941949 942010 20 78 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
952872 952933 20 78 gi 


219846786 
3202501 32039 


Sporomusa 


219846613 
en 
ne 
219846176 
4064043 40655 


ce 34443 
llaceae; 


Desulfov 


265679039 
ial sequen 
ia; 


Rhodob 


265678865 


RNA, part 


265678716 
sequence 
eria; 


Rhod 


265678668 
al sequenc 
ria; 
265678417 


Burkh 


94171 


mamonadace 
265678410 


psychrophila strain CA 1 16S ribosomal RNA, partial sequence 


ref |NR_026378.1 


ref |NR_026205.1 
50 3445854 Succi 
Succiniclastic 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref |NR_029347.1 
ce 36384 37736 
acterales; Rhod 


n 
u 


oO. 


ref 
ial 


NR_029171.1 
sequence 


ref|NR_029021.1 
502862 504310 
obacterales; Rho 


ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028712.1 
952645 954156 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Succiniclasticum 
iclasticum ruminis 
m. 

Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 
Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Loktanella 
Loktanella 
dobacteraceae; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Comamonas terrigena 
nas terrigena Bacteria; 


Simplicispira 
Simplicispira 


psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Simplicispira. 


569056 Bacteria_ 
dehalogenans 2CP- 
P 
Anaeromyxobacter. 
569056 Bacteria_ 
lucentensis strai 
Proteob 
569056 Bacteria_ 
stenotrophicus st 


2CP-1 Bacteria; 


Bacteria; 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Thalassobacter. 

569056 Bacteria_16S 1497006 1497039 62 94 gi|219846665|ref|NR_026257.1| Halanaerobium 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

569056 Bacteria_16S 1612022 1612047 62 87 gi|219878468|ref|NR_025607.1| Loktanella 

fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 

fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Loktanella. 

569056 Bacteria_16S 1704979 1705012 47 80 gi|219878404|ref|NR_025543.1| Thermoleophilum album 

strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 

Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

569056 Bacteria_16S 1711072 1711097 62 87 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 

strain R-8904 16S ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 

569056 Bacteria_16S 1986476 1986509 62 94 gi|219878204|ref|NR_025343.1| Cystobacter 

ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 

ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 

Cystobacteraceae; Cystobacter. 

569056 Bacteria_16S 2003405 2003450 49 93 gi|219878193|ref|NR_025332.1| Budvicia aquatica 

strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

569056 Bacteria_16S 2599786 2599819 62 94 gi|219857268|ref|NR_024899.1| Mannheimia 

granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 


granulomatis Bact 


569056 Bacteria_ 
strain HPA92 16S 
Proteobacteria; 

569056 Bacteria_ 


strain P925 16S r 
G 


Proteobacteria; 
569056 Bacteria_ 
narugense strain 
Bacteria; 
569056 Bacteria_ 


fermentans strain 
Firmicu 


Bacteria; 
569056 Bacteria_ 


strain 087-AZ-H 1 
G 


Proteobacteria; 
569056 Bacteria_ 


spinosum strain D 
spinosum Bacteria 


Verrucomicrobium. 


569056 Bacteria_16S 
saccharolyticum s 
Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


569056 Bacteria_16S 
congolense strain 
congolense Bacter 
569056 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
569056 Bacteria_16S 
chungwhensis stra 
chungwhensis Bact 


Salinimonas. 


569056 Bacteria_16S 


G 


Firmicu 


16S 1120146 1120179 62 94 gi 


1 16S ribosomal RNA, partial sequence 


16S 1150360 1150389 57 86 gi 


16S 1444126 1444151 62 87 gi 
rain 5SM22 16S ribosomal RNA, partial 


eria; Proteobacteria; 
16S 2601340 2601373 62 94 
ribosomal RNA, partial sequence 


gi 


16S 2604448 2604481 62 94 


ibosomal RNA, partial sequence 


gi 


16S 2739077 2739110 62 94 gi 
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16S 


Clostridia; 


2841335 2841368 62 94 gi 
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16S 
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2989448 2989481 62 94 gi 


16S 3363742 3363775 62 94 gi 


, 
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roteobacteria; Deltaproteobacteria; My 


n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 


Gammaproteobacte 


ammaproteobacteria; Pasteurellales; Pa 
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Na82 16S ribosomal RNA, partial sequen 
Thermoanaerobacterale 


R-9 16S ribosomal RNA, partial sequen 
Hala 


SM 4136 16S ribosomal RNA, partial seq 
Verrucomicrobia; Verrucomicrobiae; V 
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sequence 


ria; 
219857267 
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eurellac 


st 
219857265 


2604168 26056 
eurellac 


st 
219857161 
ce 
S; 
219856896 
ce 
na 
219846930 


6S ribosomal RNA, partial sequence 2989207 29906 
ammaproteobacteria; Legionellales; Leg 


io 
219846674 
uence 

er 


219846666 
ribosomal 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 


11198 
xococcales; 


ence 11501 


Paste 


27388 
Thermod 


28410 


erobiace 


nellacea 


rucomicr 


ref 


v 


ref 


ref 


urel 
ref 


eae; 
ref 


eae; 
ref 


esul 
ref 


ae; 
ref 


e; Li 
ref 
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ref 
RNA, 


56 1121404 Anaer 
Cy 
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10 2740172 Thermo 
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3363492 33649 


NR_027547.1 
stobacterin 
NR_028004.1 
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4 
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NR_024898.1 
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NR_024896.1 
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NR_024715.1 


Halanaerobiu 
NR_026522.1 
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NR_026266.1 
8 
les; Verruco 
NR_026258.1 


partial seq 


Halanaerobiaceae; Halanaerobium. 

3676018 3676051 62 94 gi| 219846453 |ref|NR_026044.1 
SEBR 4224 16S ribosomal RNA, partial sequence 3675717 367724 
ia; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; H 
3788332 3788365 62 94 gi|219846371|ref|NR_025962.1 
3788062 3789489 Ehrlichia muris Bacte 

ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 
4005274 4005343 20 86 gi|219846221|ref|NR_025811.1 
in BH030046 16S ribosomal RNA, partial sequence 4005071 400647 
eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alte 
124622 124646 62 86 gi|265678979|ref|NR_029287.1 


fo} 
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s 
a 


Anaeromyxobacter 


ae; Myxococcaceae; 
Thalassospira 

sospira lucentensis 

e; Thalassospira. 
Thalassobacter 

0 Thalassobacter 


urellaceae; 


Thermodesulfobium 


hermodesulfobium. 
Halanaerobium 
erobium fermentans 
m. 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Halanaerobium 
uence 


senegalense Bacteria; Firmicutes; Clostridia; 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 

ria; Proteobacteria; 
Salinimonas 


7 Salinimonas 
romonadaceae; 


Nitrospira 


124349 125867 Nitrospira 


myxobacter dehalogenans 


Mannheimia. 
Mannheimia ruminalis 
63 Mannheimia ruminalis Bacteria; 


Mannheimia glucosida 
71 Mannheimia glucosida Bacteria; 


desulfobium narugense 


Legionella tucsonensis 
58 Legionella tucsonensis Bacteria; 


3375527 3377012 


Ehrlichia muris strain 


569056 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; 
569056 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


569056 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


569056 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


strain Al 16S rib 
Proteobacteria; B 


strain ATCC 43541 
Firmicutes; Clost 


569056 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


569056 Bacteria_16S 
1 RNA, partial sequence 
Thermales; 


1279 16S ribosoma 


Deinococcus-Thermus; 
569056 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


569056 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


strain M2000/95/1 
Bacteria; Proteob 


364950 364974 
osomal RNA, partial 


62 


567138 567162 62 


6S ribosomal RNA, partial sequence 566874 56834 


ubrobacteridae; 
582142 582166 62 


86 


sequence 
Rhodobacterales; Rhodobacteraceae; 


86 


86 


ibosomal RNA, partial sequence 


682085 682121 47 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neisseriaceae; 
569056 Bacteria_16S 


758559 758595 47 


83 


83 


osomal RNA, partial sequence 


etaproteobacteria; Neisseriales; Neisseriaceae; 
569056 Bacteria_16S 


829074 829106 49 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


ridia; 
857813 857837 62 


Lupl 16S ribosomal RNA, partial sequence 


acteria; 
1157917 1157941 62 


Deinococci; 
1180729 1180753 62 


81 


86 


Deltaproteobacteria; Desulfovibrionales 


86 


gi|265678811 
364736 36609 


gi|265678674 


Solirubrobacterales; Conexibacteraceae; 


gi| 265678664 
581868 58337 


265678594 
68188 


gi 
gi|265678540 
758305 75981 


265678493 
82878 


gi 


265678473 
85752 


gi 


gi|228721491 


ref|NR_029116.1 


ref |NR_028979.1 
3 Conexibacter 


ref|NR_028969.1 


ref|NR_028899.1 


Neisseria. 
ref|NR_028844.1 


Alysiella. 
ref |NR_028796.1 
ref|NR_028776.1 


6 859025 Desulf 


ref|NR_027614.1 


; Desulfovibrionaceae; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 
Salipiger. 


Conexibacter woesei 


woesei Bacteria; 
Conexibacter. 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Neisseria lactamica 


2 683236 Neisseria lactamica Bacteria; 


Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Selenomonas noxia 


3 830273 Selenomonas noxia Bacteria; 
Selenomonas. 


Desulfovibrio 

ovibrio mexicanus 
Desulfovibrio. 
Meiothermus ruber DSM 


1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 


86 


ribosomal RNA, partial sequence 


1360729 1360753 62 


; Acidimicrobium. 
1369812 1369836 62 


6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
569056 Bacteria_16S 


1442593 1442617 62 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteurellales; 


569056 Bacteria_16S 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseisalinus. 


569056 Bacteria_16S 
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thyasirae strain 


Thiomicrospira. 


569056 Bacteria_16S 


Sphingobacteria; 
569056 Bacteria_16S 
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569056 Bacteria_16S 


1934591 1934611 65 


ribosomal RNA, partial sequence 
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569056 Bacteria_16S 


2162912 2162936 62 
Proteobacteria; 


2193352 2193376 62 


2523927 2523963 47 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobu 
569056 Bacteria_16S 


2541570 2541594 62 


2647498 2647522 62 


3042589 3042613 62 


Sphingobacteriales; Cyclobacteria 


85 


86 


rain AM13 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


86 


83 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
569056 Bacteria_16S 
DSM 5322 16S ribosomal RNA, partial sequence 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; 


86 


86 


strain lacT 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
569056 Bacteria_16S 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 30784 
Proteobacteria; Deltaproteobacteria; Desulfurellales; D 
569056 Bacteria_16S 
propionica strain U-8 16S ribosomal RNA, partial sequence 
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3078723 3078747 62 


3080299 3080323 62 


86 


86 
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Deinococci; 
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Pa 

219878469 


gi 
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gi| 219857603 
Thermales; 
gi| 219857361 
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gi|219846894 
3042319 30437 
Desulfov 


gi| 219846869 


Meiothermus. 


ref|NR_027565.1 
22 Victivallis 
is. 
ref|NR_027584.1 


ales; Acidimicro 


ref|NR_027572.1 


ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; 
ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 
ref|NR_025599.1 
ceae; Belliella. 
ref |NR_025377.1 
49 Campylobacter 
bacteraceae; 
ref|NR_025215.1 
162629 216416 
ulfovibrionales; 


ND 


ref|NR_025191.1 
193088 219457 
Thermaceae; Mei 
ref |NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 


ref |NR_024937.1 


ND 


ceae; Hyphomonas 
ref |NR_024854.1 

2647248 264867 
hales; Piscirick 


ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 


gi|219846868 


Victivallis vadensis 


vadensis ATCC BAA-548 


Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 


bineae; 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Meiothermus 

0 Meiothermus 
othermus. 
Desulfotalea arctica 


arctica Bacteria; 


talea. 
Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 
Desulfurella 
urella multipotens 
Desulfurella. 


ref |NR_026460.1 


Desulfurella 


3080033 3081558 Desulfurella propionica 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 


569056 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


569056 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


569056 Bacteria_16S 
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3081875 3081899 62 86 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


3160237 3160285 47 94 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3163171 3163203 54 86 gi 
172 16S ribosomal RNA, partial sequenc 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


569056 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


569056 Bacteria_16S 


pelophila strain 
Bacteria; Proteob 


569056 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


569056 Bacteria_16S 


strain MB-G2 16S 


3587796 3587820 62 86 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3838378 3838402 62 86 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3953627 3953651 62 86 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3955066 3955090 62 86 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


569056 Bacteria_16S 


acidophilum strai 
Bacteria; Aquific 
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thermoacetoxidans 
thermoacetoxidans 
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Clostridiales; Pe 
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succinoxidans str 
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acetylenicus stra 
acetylenicus Bact 
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sulfurreducens st 
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Geobacter. 
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ATCC 49989 Bacter 
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thiophila strain 
Bacteria; Proteob 


571186 Bacteria_16S 


acanthamoebae str 


3956541 3956565 62 86 gi 
n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
4059710 4059758 47 94 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
4121784 4121820 47 83 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


125578 125499 5 84 gi 
in NSP M-1 16S ribosomal RNA, partial 


eria; Nitrospirae; Nitrospirales; Nitr 
1987442 1987359 2 85 gi 
n Cb fel8 16S ribosomal RNA, complete 


ria; Proteobacteria; 
Cystobacter. 

54359 54277 5 87 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
2270503 2270421 3 85 gi 
rain ZAS-9 16S ribosomal RNA, partial 

cteria; Spirochaetes; Spirochaetales; 

4231147 4231065 5 87 gi 
ubsp. thermosyntrophicum strain TPO 16 


Deltaproteobacter 


ptococcaceae; Desulfotomaculum. 

142310 142230 5 85 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


143794 143714 5 85 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
200233 200153 5 85 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


gi 


280999 280919 5 85 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


1505414 15053345 85 


gi 


164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
3161222 31611425 85 gi 


NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3233952 3233876 8 84 gi 
ain Bn9 16S ribosomal RNA, 


3954838 39562 


219846867 
equence 
eria; Desu 


219846815 
ce 31599 
omonadales 
219846813 
e 31629 
hodobacter 
219846517 
nce 35875 
ellales; D 
219846336 
38381 
hales; Pis 
219846256 
ence 39533 
terales; R 
219846255 


hodobacter 
219846254 
ence 39562 
nobaculum. 
219846180 
al sequenc 
ria; Burkh 
219846135 
sequence 
cteria; Rh 


265678979 
sequence 
ospiraceae 
219878204 
sequence 
ia; Myxoco 


NR_026459.1 
3 
ellales; Des 
ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref |NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref |NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 
ref|NR_025845.1 


aceae; Rhodovulu 
ref|NR_025844.1 
75 3957710 Hydrog 


ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025725.1 

4121524 412305 
odocyclales; Rho 


ref |NR_029287.1 
124349 125867 
; Nitrospira. 
ref |NR_025343.1 
1986193 198770 
ccales; Cystobac 


Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Desulfuromonas 
uromonas thiophila 
aceae; 


us. 
Desulfurella 
urella acetivorans 
Desulfurella. 
Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 


’ 


m. 
Hydrogenobaculum 


Duganella 
7 Duganella 
obacteraceae; 
Petrobacter 
2 Petrobacter 
docyclaceae; 


Nitrospira 
Nitrospira 


Cystobacter 
9 Cystobacter 
terineae; 


Desulfuromonas. 
Roseovarius tolerans 
arius tolerans Bacteria; 


Rhodovulum strictum 
24 Rhodovulum strictum Bacteria; 


enobaculum acidophilum 


Duganella. 


seque 
Spiro 


S rib 


equen 
eria; 


; Des 


equen 


ria; 


quenc 
teria 


uence 
les; 


ce 
omona 


265679028 
1 sequence 
stridiales 
219857553 


219846048 


265678968 


265678967 
142594 14403 


265678930 


265678873 


219846440 


219846815 


219846765 
complete sequence 


nce 
chaet 


osoma 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; 


ce 
Desu 


ulfur 
ce 


Desul 


e 
Des 


’ 


Eubac 


31599 
dales 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Treponema 

9 Treponema 


ref |NR_029336.1 
53088 54587 
; Peptococcaceae 
ref|NR_025141.1 
2269277 227073 
aceae; Treponema 
ref|NR_025638.1| Desulfotomaculum 
1 RNA, partial sequence 4229850 4231400 
Firmicutes; Clostridia; 


v 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


ref|NR_029276.1 
141109 142543 
1lfuromonadales; 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref |NR_029238.1 

198985 200521 
furomonadales; P 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Pelobacter 
Pelobacter 
elobacteraceae; 


ref |NR_029179.1 
279814 281221 


ulfuromonadales; 


Geobacter 
Geobacter 
Geobacteraceae; 


ref |NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref |NR_026407.1 
80 3161460 Desulf 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Desulfuromonas 
uromonas thiophila 
; Desulfuromonadaceae; Desulfuromonas. 


ref|NR_026357.1| Parachlamydia 
3232707 3234247 Parachlamydia 


acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 


571186 Bacteria_16S 


3489888 3489808 5 85 gi 


219846583 


strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 34901 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


571186 Bacteria_16S 
strain Dfr2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
strain 172 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
palmitatis strain 


Bacteria; 


Bacteria; 


Proteobacteria; 
571186 Bacteria_16S 
norvegica strain 


3631206 36311265 85 gi 
Deltaproteobacteria; Desulfuromonadales 
3632731 36326515 85 gi 


Deltaproteobacteria; Desulfuromonadales 
3762311 37622315 85 gi 


Deltaproteobacteria; Desulfuromonadales 
3774177 3774097 5 85 gi 


3777272 3777192 5 85 gi 


Thermodesulforhabdus. 


571186 Bacteria_16S 


3886685 3886605 5 85 gi 


metallireducens strain GS-15 16S ribosomal RNA, partial 


metallireducens Bacteria; 


Geobacter. 


571186 Bacteria_16S 


Proteobacteria; 


687598 687519 5 84 gi 


cetonica strain 480 16S ribosomal RNA, partial sequence 


Bacteria; 


571186 Bacteria_16S 


1270780 12707015 84 gi 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial 


ishimotonii Bacteria; 


Desulfonema. 


571186 Bacteria_16S 


DSM 
Firmicutes; 


10228 16S ribosomal RNA, partial sequence 
Clostridia; 
571186 Bacteria_16S 


Proteobacteria; 


3265630 32655515 84 gi 
Clostridiales; 
3156600 3156518 5 


Clostridiaceae; 
87 gi 


kuznetsovii strain DSM 6115 16S ribosomal RNA, partial 


kuznetsovii DSM 6115 Bacteria; 
571186 Bacteria_16S 
phenolicus strain 
phenolicus Bacteria; 
571186 Bacteria_16S 
capsulatus strain 


Bacteria; 


Firmicutes; 


Bacteria; 


Firmicutes; 
571186 Bacteria_16S 


Firmicutes; 
4078894 4078812 5 
LR7.2 16S ribosomal RNA, 
Firmicutes; Clostridia; Clostridia 
195619 195542 8 85 gi 
Texas 16S ribosomal RNA, partial sequ 


Clostridia; 
87 gi 


Proteobacteria; Gammaproteobacteria; Methyloc 
571186 Bacteria_16S 
strain H168 16S ribosomal RNA, 
Clostridia; 
571186 Bacteria_16S 

azorensis strain 


323544 323467 8 85 
complete sequence 
Halanaerobiales; Halanaerobiace 
654346 654269 8 85 gi 
MV1087 16S ribosomal RNA, partial sequ 
Clostridia; Clostridiales; Clostr 
902785 902708 8 85 gi 


gi 


denitrificans strain ALJD 16S ribosomal RNA, partial se 


denitrificans Bacteria; 
Thioalkalivibrio. 
571186 Bacteria_16S 


Proteobacteria; Gammaproteobact 


1121112 1121035 8 85 gi 


dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 


2CP-1 Bacteria; 
Anaeromyxobacter. 
571186 Bacteria_16S 


Proteobacteria; Deltaproteobacteria; My 


1245156 1245079 8 85 gi 


A8444 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Deltaproteobacteria; 


Deltaproteobacteria; 


219846485 


3629961 36314 
; Geobacterace 


219846484 


3631486 36329 
+ Geobacterace 


219846391 


3761076 37625 
+ Geobacterace 


219846382 


SDBY1 16S ribosomal RNA, partial sequence 37729 
Deltaproteobacteria; Desulfuromonadales; 


219846379 
37759 


219846305 
sequence 


265678591 
68634 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


219846400 
sequence 


219846744 


3264433 32658 
Clostridium. 


219846818 
sequence 


219846167 


complete sequence 


les; 
265678933 
ence 19438 


265678845 


322285 32381 
Halothermo 


ae; 
265678614 
ence 65316 
idiaceae; 

265678443 
quence 
eria; 


228716127 


11198 
xococcales 


219857537 


metallireducens strain 853-15 16S ribosomal RNA, partial sequence 


metallireducens Bacteria; 
571186 Bacteria_16S 
aurantiaca strain 


Bacteria; 


Gemmatimonadetes; 
571186 Bacteria_16S 


Firmicutes; Clostridia; Clost 
1399287 1399210 8 85 gi 
T-27 16S ribosomal RNA, partial seque 
Gemmatimonadales; Gemmatimo 
1693639 1693562 8 85 gi 


auripigmenti strain OREX-4 16S ribosomal RNA, partial s 


auripigmenti Bacteria; 
571186 Bacteria_16S 


Firmicutes; Clostridia; 


2287199 2287122 8 85 gi 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial 


thiocyanoxidans Bacteria; 
Thioalkalivibrio. 
571186 Bacteria_16S 


Proteobacteria; Gammaproteoba 


2472150 2472073 8 85 gi 


versutus strain AL2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


Clostridiales; 


ridiales; 

228715357 
nce 13980 
nadaceae; 

219878412 
equence 


219857541 
sequence 
cteria; Ch 


219857402 


ref 


ref 


ref 


ref 


ref 


De 
ref 


ref 


Des 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


Calo 
ref 


ref 
i Cy 
ref 
Pept 
ref 


ref 


ref 


roma 


25 Desulfuromusa 
; Desulfuromon 


41 3774411 Desulf 


78 3777536 Thermo 
Syntrophobacterales; S 


3885428 388697 
Desulf 


3 687857 Desulf 


1269526 127096 
Desulfobac 


3155325 315690 
Clostridiales; 


4077655 407918 
Peptococc 


5 195842 Methyl 
occales; Methy 


3 654605 Calora 


901557 903021 
Chromati 


56 1121404 Anaero 


1243915 124542 
84 1399529 Gemmat 
Gemmatimonas. 


1692386 169391 
Peptoco 


2285990 228738 


NR_026175.1 


adaceae; Des 
NR_026077.1 


ae; Geobacte 
NR_026076.1 


ae; Geobacte 
NR_025982.1 


ae; Geobacte 
NR_025973.1 


NR_025970.1 
yntrophobact 
NR_025895.1 


uromonadales 


NR_028896.1 


ulfobacterac 
NR_025991.1 
terales; Des 


NR_026336.1 


NR_026410.1 


Peptococcac 
NR_025757.1 


aceae; Crypt 
NR_029241.1 


lococcaceae; 
NR_029150.1 


thrix. 
NR_028919.1 


ranaerobacte 
NR_028745.1 


ales; Ectoth 


NR_027547.1 


stobacterine 


NR_025125.1 
ococcaceae; 

NR_027529.1 
NR_025551.1 


ccaceae; Des 
NR_025129.1 


tiales; Ecto 


ref 


sulfuromonadaceae; 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


ms 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


rs 
Desulfuromonas 
uromonas palmitatis 
Desulfuromonas. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Geobacter 
3 Geobacter 
; Geobacteraceae; 


Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 

Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Methylococcus 
ococcus capsulatus 
Methylococcus. 
Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
r. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Gemmatimonas 
imonas aurantiaca T-27 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


NR_024990.1 


Thioalkalivibrio 


2470921 2472353 Thioalkalivibrio versutus 


571186 Bacteria_ 
phaeum strain PB 
Clost 
571186 Bacteria_ 
paraputrificum st 
paraputrificum Ba 
571186 Bacteria_ 


Firmicutes; 


thermopalmarium 
thermopalmarium 


571186 Bacteria_ 


strain BC-3 16S 
Tenericutes; Mol 


571186 Bacteria_ 
strain M55 16S ri 


16S 2884281 2884204 8 85 gi 


ridia; 
16S 


Thermoanaerobacterales; 
3550778 3550701 7 84 gi 
cteria; Firmicutes; 
16S 3584093 3584016 7 
s 
Bacteria; Firmicutes; Clostridia; 
16S 4080459 4080382 6 83 
ribosomal RNA, partial sequence 
licutes; Entomoplasmatales; 
16S 4148924 4148847 6 83 
bosomal RNA, partial sequence 


Clostridia; 
84 


gi 
gi 


gi 


Thermoa 


rain ATCC 25780 16S ribosomal RNA, par 
Clostr 


train BVP 16S ribosomal RNA, partial s 
Clost 


Spiroplasma 


219856869 


16S ribosomal RNA, partial sequence 2883064 28845 
erobacte 


na 
219846543 
ti 
idiales; 
219846520 
equence 
ridiales; 
219846166 


4079234 40807 


taceae; Sp 
219846115 


4147699 41492 


al seque 
c 


ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
raceae; Thermacetogenium. 
ref|NR_026135.1| Clostridium 
nce 3549572 3551038 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_026112.1| Clostridium 

3582883 3584385 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_025756.1| Spiroplasma melliferum 
48 Spiroplasma melliferum Bacteria; 
iroplasma. 
ref|NR_025705.1| Spiroplasma insolitum 
13 Spiroplasma insolitum Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

571186 Bacteria_16S 16201 16121 5 85 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

571186 Bacteria_16S 98060 97980 5 85 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

571186 Bacteria_16S 113292 113212 5 85 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 


strain HQgoel 16 
Proteobacteria; 


571186 Bacteria_ 


strain DM-2 16S 
Proteobacteria; 


571186 Bacteria_ 


strain 3WC2 16S 
Firmicutes; Clos 


571186 Bacteria_ 


strain 6111 16S 
Proteobacteria; 


571186 Bacteria_ 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; 


571186 Bacteria_ 


strain ASpGl1 16S 
Spirochaetes; Sp 


571186 Bacteria_ 


strain Kl 16S ri 
Proteobacteria; 


571186 Bacteria_ 


hartmannellae st 
hartmannellae Ba 


571186 Bacteria_ 


chloroethenica s 
chloroethenica B 
Desulfuromonas. 


571186 Bacteria_ 


thermoviolaceus 
130854558 
Actinobacteridae 


571186 Bacteria_ 


strain DSM 169 1 
Proteobacteria; 


571186 Bacteria_ 


somaliensis stra 
somaliensis Bact 
Streptomycetacea 


571186 Bacteria_ 


thermocoprophilu 
thermocoprophilu 
Streptomycetacea 


571186 Bacteria_ 
puniciscabiei strain S77 16S ribosomal RNA, partial seq 


puniciscabiei Ba 
Streptomycetacea 


571186 Bacteria_ 


Proteob 


S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

16S 114891 114811 5 85 gi| 265678986 |ref|NR_029294.1| Syntrophus buswellii 
ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

16S 590558 590482 8 84 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 


ribosomal RNA, partial sequence 


tridia; Clostridiales; Clostridiaceae; 
16S 699805 699726 5 85 gi 
ribosomal RNA, partial sequence 


G 


16S 728600 728520 5 85 gi 


16S 793318 793238 5 85 

ribosomal RNA, partial sequence 
irochaetales; Spirochaetaceae; Spirocha 
16S 860336 860256 5 85 gi 
bosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales 
16S 1248169 1248093 8 84 gi 
rain AlHsp 16S ribosomal RNA, partial s 
cteria; Chlamydiae; Chlamydiales; Parac 
16S 1269218 12691385 85 gi 
train TT4B 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Deltaproteobac 


gi 


16S 1308271 13081915 85 gi 
subsp. thermoviolaceus strain DSM 40443 
treptomyces thermoviolaceus subsp. ther 
; Actinomycetales; Streptomycineae; Str 
16S 2029991 2029907 1 85 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chro 
16S 2057639 2057559 5 85 gi 
in DSM 40738 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Streptomyces. 

16S 2059178 2059098 5 85 gi 
s strain B19 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacte 
e; Streptomyces. 

16S 2247271 22471915 


85 gi 
cteria; Actinobacteria; Actinobacterida 
e; Streptomyces. 

16S 2256582 2256502 5 


85 gi 


589361 59079 


Clostridiu 
265678583 


698584 69993 
ammaproteobacteria; Chromatiales; Chro 


matiaceae; 
265678563 

72737 
ales; Ecto 
265678517 


792094 79356 


eta. 
265678472 


859076 86059 


; Geobacte 
219857449 
equence 

hlamydiace 
219846421 
equence 
teria; Des 
228721493 
16S ribos 
moviolaceu 
eptomyceta 
219878176 


2028754 20301 


matiaceae; 

219878153 
sequence 

Actinomyc 


219878152 
sequence 
ridae; Act 


219857568 
uence 
e; Actinom 


219857562 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfobulbus. 


5 Clostridium colicanis Bacteria; 
m. 
ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 
Thiocystis. 
ref |NR_028867.1 
0 728734 Thiorh 


Thiorhodospira 
odospira sibirica 
thiorhodospiraceae; Thiorhodospira. 
ref|NR_028820.1| Spirochaeta americana 
0 Spirochaeta americana Bacteria; 


ref|NR_028775.1| Geobacter thiogenes 

6 Geobacter thiogenes Bacteria; 

raceae; Geobacter. 

ref |NR_025037.1| Neochlamydia 
1246931 1248459 Neochlamydia 

ae; Neochlamydia. 

ref|NR_026012.1 
1267974 126947 


ulfuromonadales; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


ref 
omal 
s Ba 


NR_027616.1 
RNA, partia 
cteria; Acti 
ceae; Streptomyces. 

ref|NR_025315.1| Chromatium okenii 
44 Chromatium okenii Bacteria; 
Chromatium. 
ref|NR_025292.1| Streptomyces 
056438 2057920 Streptomyces 
etales; Streptomycineae; 


Streptomyces 
1 sequence 
nobacteria; 


1307063 


ND 


ref|NR_025291.1 
2057971 205946 
inomycetales; St 


Streptomyces 
9 Streptomyces 
reptomycineae; 


ref|NR_025156.1 
2246040 224756 
ycetales; Strept 


Streptomyces 
5 Streptomyces 
omycineae; 


ref|NR_025150.1] Desulfobulbus 
2255320 2256776 Desulfobulbus 


571186 Bacteria_16S 2473658 2473578 5 85 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

571186 Bacteria_16S 2772813 2772733 5 85 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 2774348 2774268 5 85 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
571186 Bacteria_16S 2981250 29811705 85 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 3052655 3052575 5 85 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

571186 Bacteria_16S 3317328 3317248 5 85 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

571186 Bacteria_16S 3486775 3486695 5 85 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 3521624 35215445 85 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

571186 Bacteria_16S 3772702 3772622 5 85 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

571186 Bacteria_16S 686033 685954 5 84 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
571186 Bacteria_16S 1272238 1272159 5 84 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

571186 Bacteria_16S 1984273 1984194 6 85 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

571186 Bacteria_16S 1985857 1985778 6 85 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

571186 Bacteria_16S 3765263 3765184 8 87 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
571186 Bacteria_16S 4072769 4072690 7 86 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

571186 Bacteria_16S 93295 93225 15 85 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

571186 Bacteria_16S 311440 311358 3 85 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

571186 Bacteria_16S 368848 368770 7 85 gi| 265678809 |ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 404004 403926 7 85 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 410161 410083 7 85 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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571186 Bacteria_16S 1591594 1591516 7 85 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 1593142 1593064 7 85 gi|219878483|ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 1594688 1594610 7 85 gi|219878482|ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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571186 Bacteria_16S 1772710 1772632 7 85 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
571186 Bacteria_16S 1774208 1774130 7 85 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 1775706 1775628 7 85 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 2056127 2056049 7 85 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 2111040 2110962 7 85 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
571186 Bacteria_16S 2168505 2168427 7 85 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
571186 Bacteria_16S 2248846 2248768 7 85 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 2254980 2254902 7 85 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

571186 Bacteria_16S 2258034 2257956 7 85 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 2261157 2261079 7 85 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 2518807 2518729 7 85 gi| 219857365 |ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 2694829 2694747 3 85 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

571186 Bacteria_16S 2723408 2723330 7 85 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

571186 Bacteria_16S 2775884 2775806 7 85 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
571186 Bacteria_16S 2777423 2777345 7 85 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 2831603 2831525 7 85 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

571186 Bacteria_16S 2833141 2833063 7 85 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
571186 Bacteria_16S 2845340 2845258 3 85 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

571186 Bacteria_16S 2905375 2905297 7 85 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
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GGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATCCTAGCTTGCTAGGAGGCGTCGAGCGGCGGACGGGTGAGTAACACGTGA 
GAATCTGCCCATTAGAGGGGGATAACCTGGGGAAACCCAGGCTAATACCGCATAATCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGTGCTGATGGATGAG 
CTCGCGTCGGATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAGCTGGTCTTAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGG 
ACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAG 
TAGGGAGGAAGGCTTATCCTTAATACGGATGAGTACTTGACGTTACCTACAGAAGAAGCACCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGAAAGGTGCGA 
GCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGCTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGAAACTGGCAGGCT 
AGAATGCAGTAGAGGGAGGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCCTCCTGGACTGACATTGACGCT 
GAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGAATCTTAGTATTCTTGGTGACGAAG 
TTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATG 
CAACGCGAAGAACCTTACCAGGCCTTGACATCCTTGGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAGCCAAGTGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCACGTAATGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGG 
AGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGGCAGTACAGAGGGCAGCAAAGTCGCGAGGCCAAGCAAA 
TCCCTTAAAACTGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGTGGATAGTCTAACCTTCGGGAGGACGTTCACCACGGTGTGGTTCATGACTGGGGT 
GAAGTCGTAACAAGGTACCCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAACGAT 
GAAGCCTCGAACTTGTTGTGGGTGGATTAGTGGCGAACGGGTGAGTAATACGTGGGTAACCTGCCCTCCTTTTTGGGATAAGCCTTGGAAACGGGGTCTAATACC 
GAATATTCTGGCGCTCTCGCATGGGGGTGTTGGGAAAGTTTTAGCGAAGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGG 
TGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAG 
CCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCTTTCGGGTTGTAAACCTCTTTCGCTATCGAACAAGGCTCACTATAGGGTGGGTTGAGGGTAGGTGGAGAAN 
AAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTANGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGCTTGTTGCGCCTGC 
TGTGAAAACGCGGGGCTTAACTTCGCGCGTGCAGTGGGTACGGGCAGGCTTGAGTGTGGTAGGGGTGACTGGAATTCCAGGTGTAGCGGTGGAATGCGCAGATAT 
CTGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCATTACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTG 
TAAACGTTGGGAACTAGGTGTGGGGGGCCTTTCCAGGTTTTCTGCGCCGTAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAATTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACATTGCGNGGCNGNAGAGATG 
TGGTTGCATTTGGTTGGTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCGTGT 
TGCCAGCATGTAATGGTGGGGACTCACGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACG 
CATGCTACAATGGCCGGTACAGAGGGTTGCGATATCGCAAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCTCGTGAAG 
TCGGAGTCGCTAGTAATCGCGGATCAGCATTGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGTAGCTC 
GTGGCCTAACCACTTTTTTGTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGACTCAGATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGCGAAAGTTCCTTCGGGAATGAGTA 
AAGTGGCGCACGGGTGAGTAACGCGTGGATTATCTACCTGCATCACCGGAATAACGGTTGGAAACGACTGCTAATGCCGGATAGTCTTGAAAGGGTAAAGGGGGC 
CTCTGCTTGCAAGCTTCCGGGTGCTGATGAGTCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCAGTAGCAGGTTTGAGAGGATGA 
CCTGCCACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGAGGA 
TGAAGGCCTTCGGGTCGTAAACTCCTGTCAAGAGGGAAGAACCGTATGCGGAATAATACGCCCGCATGCCTGACGGTACCTCTAGAGGAAGCACCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCGCGTAGGCGGCTTGGTAAGTCAGGTGTGAAAGCCCCCGGCC 
CAACCGGGGAATTGCACTTGATACTGCCAGGCTAGAGTTCAGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCCGTG 
GCGAAGGCGGCCACCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAG 
GTGTCGGGGACTTGATCCTCGGTGCCGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCGAAGAAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATCCGGAGAATCCCTCCGAAAAGAGGGAGTGCCCTTCGGGGAGCTC 
CGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCAGTTGCCATCAGGTAATGCTGG 
GCACTCTGGAGAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGCGCATA 
CAAAGGGTTGCGATACCGCGAGGTGGAGCTAATCCCAAAAAGTGCGTCTCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCC 
CGTATCATCATGACGGGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGTTCTGCCCGACGCCGATGAGCTAACCCGCAAGGGA 
GGCAGTCGTCTACGGTAGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGGATCACCTCCTTAAGCTTGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTTTGT 
TTTCACCGGAGCTTGCTCCACCGAAAACAAAAGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTCAAGCGGGGGATAACACTTGGAAACAGGTGCTA 
ATACCGCATAACAATCAAAGTCGCATGATTTTGATTTGAAAGGCGCTTTTGCGTCACTTGAGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTC 
ACCAAGGCCACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAA 
TGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGGTGAGAGTAGAATGTTCACCCC 
TTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCA 
GGCGGTCTCTTAAGTCTGATGTGAAAGCCCTCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAG 
CGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAGCGATGAGTGCTAAGTGTTGGAGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCG 
CAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCCTACCAGGTCTTGACATCCTTTG 
ACCACTCTAGAGATAGAGCTTTCCCATCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCACCATGCCCCTTAT 
GACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTTGCGAAGTCGCGAGGCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGCAGGCTGCAA 
CTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGT 
AACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTG 
GATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTAACACATGCAAGTCGAGCGATTGAGAGGTGAGAGGTGAG 
AGGTTAGAAGTGAGATTAAGAAGGCTTTGGCAAAGCCAAAGCCAACAATAAATCTCACATCTCGCTTCTCACATCTCACCTCTCAATAGCGGCGGACGGGTGAGT 
AACGCGTGGATAACCTGCCCATTAGACCGGGATAACGCCGGGAAACTGGTGCTAATACCGGATACGCTCCACTGGCCGCATGGTCGGGGGAGGAAAGGGGGAACC 
CGCTAATGGATGGGTCCGCGTCCCATTAGCTAGATGGTGGGGTAACGGCCCACCATGGCGACGATGGGTAGCCGGACTGAGAGGGTGACCGGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCG 
TAAAGCTCTGTTGTTGGGGACGAAGGAAGTGACGGTACCCAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTC 
CGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGCTCAAGAAGTCAGGGGTGAAATACCGCAGCTCAACTGCGGGGGTGCCTTTGAAACCATTGGGCTTGAGGGCA 
GGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATACGTAGATATCGGGAGGAACACCAGTGGCGAAGACGGCTCTCTGTCCTGTCCCTGACGCTGAGGCGCG 
AAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGGGTGCTAGGTGTTGGGGGATGTAACCCCCTCAGTGCCGTAGCAAACGCA 
ATAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGA 
AGAACCTTACCAGGGCTTGACATCCCCTGACAGCCTGTGAAAGCGGGTTTTCTATCTTCGGATAGACAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAGGGGTACGGTTAGTTGCCAGCGGGTCAGGCCGGGCACTCTAACCGAACTGCCGTTGACAAAACGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGAACCCGCGAGGGGGAGCGAATCCC 
AAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCC 
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U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3155004 3154927 8 85 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptococcaceae; 
3229402 3229325 8 85 gi| 219846768 
16S ribosomal RNA, partial sequence 3228194 32296 
ridia; Clostridiales; Clostridiales Family XI. I 
3230860 3230783 8 85 gi| 219846767 
16S ribosomal RNA, partial sequence 3229651 32311 
ridia; Clostridiales; Clostridiales Family XI. I 
3288383 3288314 16 85 gi| 219846729 
Rlha3 16S ribosomal RNA, partial sequence 32871 
irae; Nitrospirales; Nitrospiraceae; Thermodesul 
3388953 3388876 8 85 gi| 219846653 
16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
3588765 3588696 16 85 gi| 219846517 
n A63 16S ribosomal RNA, partial sequence 35875 
acteria; Deltaproteobacteria; Desulfurellales; D 
3650986 3650909 8 85 gi|219846471 
S ribosomal RNA, partial sequence 3649747 36512 
ammaproteobacteria; Methylococcales; Methylococc 
3652527 3652450 8 85 gi| 219846470 
bosomal RNA, complete sequence 3651286 36527 
ammaproteobacteria; Methylococcales; Methylococc 
3666388 3666311 8 85 gi|219846461 
PER-K23 16S ribosomal RNA, partial sequence 

ia; Firmicutes; Clostridia; Clostridiales; Pepto 
3686052 3685975 8 85 gi| 219846447 
train Co23 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Clostridia; Clostridiales; 


219846900 
equence 

idiales; C 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846819 
ence 31537 


Alteromonad 


ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_025016.1 
2438995 244052 


ylococcales; Met 


ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref|NR_024816.1 


ella. 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref |NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref |NR_024699.1 
2865789 286730 
adales; Alteromo 


NR_024653.1 
2933018 293448 
ales; Altero 


NR_026492.1 
4 
ridiaceae; C 
NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref |NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; A 
ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026321.1 
91 3288591 Thermo 
fovibrio. 

ref |NR_026245.1 


Rhabdochromatiu: 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref |NR_026038.1 

3684807 368631 
Peptococcaceae; 


3693636 3693559 8 85 gi| 219846442 


ref |NR_026033.1 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 

Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 

Prevotella salivae 


98 Prevotella salivae Bacteria; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 

Clostridium 
8 Clostridium 
stridium. 

Marinobacterium 
5 Marinobacterium 
nadaceae; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Clostridium 
4 Clostridium 
lostridium. 

Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfosporosinus 
osporosinus orientis 
Ss. 

Anaerococcus octavius 


octavius Bacteria; 


naerococcus. 
Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Thermodesulfovibrio 
desulfovibrio islandicus 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Desulfurella 
urella acetivorans 

Desulfurella. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Dehalobacter 
8 Dehalobacter 
obacter. 

Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 

Methylosphaera 


3692415 3693865 Methylosphaera hansonii 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 


571186 Bacteria_16S 4158169 4158092 6 83 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
571186 Bacteria_16S 4208322 4208245 8 85 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

571186 Bacteria_16S 26962 26886 8 84 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 46515 46435 5 85 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 99570 99490 5 85 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
571186 Bacteria_16S 108688 108608 5 85 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

571186 Bacteria_16S 116435 116355 5 85 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

571186 Bacteria_16S 122615 122535 5 85 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
571186 Bacteria_16S 152846 152770 10 86 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 162078 161998 5 85 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 198597 198521 8 84 gi| 265678931 |ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 211121 211045 8 84 gi|265678922|ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 226348 226268 5 85 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 227855. 227715 5 85 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

571186 Bacteria_16S 229361 229281 5 85 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 230869 230789 5 85 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 243346 243266 5 85 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

571186 Bacteria_16S 265894 265814 5 85 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
571186 Bacteria_16S 297825 297745 5 85 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 334435 334355 5 85 gi|265678838|ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

571186 Bacteria_16S 374826 374746 5 85 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

571186 Bacteria_16S 419503 419423 5 85 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 


strain LCl 16S ri 


bosomal RNA, partial sequence 


418286 419726 Halomonas boliviensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


571186 Bacteria_16S 
palleroniana stra 


459590 459510 5 85 gi 


265678745 


in CFBP 4389 16S ribosomal RNA, partial sequence 


ref 


458401 459808 


NR_029050.1 


Pseudomonas 
Pseudomonas 


palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

571186 Bacteria_16S 479294 479214 5 85 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 


brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 480843 480763 5 85 gi|265678731|ref|NR_029036.1| Mycobacterium 


boenickei strain 
Bacteria; Actinob 
Mycobacterium. 


W5998 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


47962 
Cory 


neba 


3 481120 Mycoba 


cterineae; M 


cterium boenickei 
ycobacteriaceae; 


571186 Bacteria_16S 485455 485371 1 85 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

571186 Bacteria_16S 531436 531356 5 85 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 


strain FI-0169 16S ribosomal RNA, partial sequence 


530243 53169 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Mycobacterium avium complex (MAC). 


571186 Bacteria_16S 


539075 538995 5 85 gi 


psychrotolerans strain WA101 16S ribosomal RNA, partial 


265678693 
sequence 


eae; 


ref 


4 Mycobacterium 


537853 539333 


Mycobacteri 


NR_028998.1 


chimaera Bacteria; 
aceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 


psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

571186 Bacteria_16S 581549 581469 5 85 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

571186 Bacteria_16S 618025 617945 5 85 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
571186 Bacteria_16S 625433 625353 5 85 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 


strain E846 16S ribosomal RNA, partial sequence 


624219 62572 


5 Mycobacterium 


palustre Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 695260 695192 17 85 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 


brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 
571186 Bacteria_16S 713020 712940 5 85 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 


strain gM-1 16S ribosomal RNA, partial sequence 


711792 71330 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


571186 Bacteria_16S 


714579 714499 5 85 gi 


265678573 


eae; 
ref 


8 Mycobacterium 


Mycobacteri 
NR_028878.1 


caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 


botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

571186 Bacteria_16S 788681 788601 5 85 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 


strain M39 16S ribosomal RNA, partial sequence 


787469 78896 


2 Methylophaga 


alcalica Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

571186 Bacteria_16S 811692 811612 5 85 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

571186 Bacteria_16S 878339 878259 5 85 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


strain AS4.0578 1 


6S ribosomal RNA, partial sequence 877138 87856 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


571186 Bacteria_16S 


881346 881266 5 85 gi 


strain NRRL B-16137 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Lentzea. 


571186 Bacteria_16S 


913549 913469 5 85 gi 


265678458 
88012 


ales; Pseu 


265678436 


aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial seq 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteri 


Actinosynnemataceae; 
571186 Bacteria_16S 


Lechevalieria. 


1059366 1059298 16 84 gi 


desulfuricans strain SSM1 16S ribosomal RNA, partial se 


desulfuricans Bacteria; 
571186 Bacteria_16S 
wolinii strain DB 


Deferribacteres; Deferribactera 
1127136 11270565 85 gi 
16S ribosomal RNA, partial sequence 


dae; Actin 
265678338 
quence 
les; Defer 
253680772 
11259 


eae; 
ref 


dono 
ref 

uenc 
omyc 


ref 


riba 
ref 


9 881579 Lentze 


1058138 105957 


86 1127376 Syntro 


Actinosynne 
NR_028760.1 


cardineae; A 
NR_028738.1 
e 912332 
etales; Pseu 


NR_028640.1 


cteraceae; D 
NR_028020.1 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Syntrophobacter 
phobacter wolinii 


Bacteria; Proteobacteria; Deltaproteobacteria; 
Syntrophobacter. 
571186 Bacteria_16S 1201287 1201211 8 84 gi 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; 


Syntrophobacterales; Syntrophobacteraceae; 


228715386 |ref|NR_027531.1| Aminobacterium 
1200061 1201579 Aminobacterium colombiense DSM 
Synergistaceae; Aminobacterium. 


571186 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


571186 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; 


strain Esulfidel 
Proteobacteria; 


strain R-4079 16S 
Proteobacteria; 


strain R-4069 16S 
Proteobacteria; 


Mycobacteriaceae; 


571186 Bacteria_16S 


strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 


571186 Bacteria_16S 


16S 


Clostridia; Clost 


571186 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


571186 Bacteria_16S 


strain LM 036 16S 


G 
571186 Bacteria_16S 


G 
571186 Bacteria_16S 


G 
571186 Bacteria_16S 


G 


ribosomal RNA, partial sequence 


1211945 12118655 85 gi 
rain Slthf2 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


1214915 12148355 85 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1216395 12163155 85 gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1228452 12283725 85 gi 
ribosomal RNA, partial sequence 


1229988 1229908 5 85 
ribosomal RNA, partial sequence 


gi 


1236058 1235978 5 85 gi 


Mycobacterium. 
1251103 12510235 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1266093 1266017 8 84 gi 
ridiales; Clostridiaceae; Clostridium. 
1276580 1276500 5 85 gi 
LV4 16S ribosomal RNA, partial sequen 
1348157 1348077 5 85 gi 
Bacteria; Proteobacteria; 

eae; Syntrophobacter. 
1440448 1440368 5 85 
ribosomal RNA, partial sequence 


Deltaproteo 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


571186 Bacteria_16S 
in DSM 44156 16S ribosomal RNA, partia 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


571186 Bacteria_16S 


paranensis strain 
paranensis Bacter 
Streptomycetaceae 


571186 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


571186 Bacteria_16S 


strain MK27-91F2 
Actinobacteria; A 


571186 Bacteria_16S 


strain JCM 9114 1 
Actinobacteria; A 


571186 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


571186 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 
Kibdelosporangium 


571186 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


571186 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


1476678 1476598 5 85 gi 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1556764 1556684 5 85 gi 
HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1561233 15611535 85 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
1574729 1574649 5 


, 


85 gi 
ctinobacteridae; Actinomycetales; Pseu 
1576255 1576175 5 85 gi 


ctinobacteridae; Actinomycetales; Pseu 
1579336 15792565 85 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1666240 16661605 85 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
1707450 1707374 8 84 
bosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 

1727194 17271145 85 gi 
DSM 44223 16S ribosomal RNA, partial s 


gi 


Mycobacterium. 


571186 Bacteria_16S 


1728733 1728653 5 85 gi 


ammaproteobacteria; Pseudomonadales; P 


ammaproteobacteria; Pseudomonadales; P 
571186 Bacteria_16S 
frederiksbergense strain DSM 44346 16S ribosomal RNA, p 
frederiksbergense Bacteria; Actinobacteria; Actinobacte 


acteria; Gammaproteobacteria; Oceanosp 
571186 Bacteria_16S 
in MPOB 16S ribosomal RNA, partial seq 


Ss 


ri 


al 


ce 
ir 


ue 


do 


1 


, 


mp 


Ac 


eq 


, 


do 


do 


se 


nc 
al 


cl 


eq 


a; Actinobacteria; Actinobacteridae; Act 


224581438 
teria; 


224581436 
1213697 12151 
Halomonad 
224581404 
16S ribosomal RNA, partial sequence 1215201 12166 
Halomonad 
219878281 
1227244 12287 
udomonad 
219878280 
1228770 12302 
udomonad 
219878254 
tial seq 


se 


se 


ar 


219857412 


219846539 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


219846179 


228720860 
bacteria; 


224581428 
1439230 14407 


219878445 


219846194 
eq 


219846147 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


219846381 
1578118 15795 


219878431 


219878403 
1706248 17077 


219878390 


equence 
Oce 


dae; Act 


12499 


es; Cory 


12753 
illales; 


nce 


nocardin 
sequence 
Actinomy 
lex (MAC 
uence 


tinomyce 


uence 
Actinomy 


nocardin 


nocardin 


udomonad 


16650 
Pseu 


e 
es; 


ostridiu 


uence 
inomycet 


ref|NR_027220.1 
1210750 121215 
anospirillales; 


Halomonas 
8 Halomonas 
Halomonadaceae; 


ref|NR_027218.1| Halomonas neptunia 
50 Halomonas neptunia Bacteria; 
aceae; Halomonas 
ref|NR_027185.1| Halomonas sulfidaeris 
30 Halomonas sulfidaeris Bacteria; 
aceae; Halomonas 
ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 
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aceae; Cellvibrio. 
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37 Lentzea violacea Bacteria; 

eae; Actinosynnemataceae; Lentzea. 
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1475465 1476936 Mycobacterium avium 

cetales; Corynebacterineae; 

\% 
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1560055 156148 
cetales; Coryneb 
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acterineae; 


ref|NR_024687.1| Umezawaea tangerina 
00 Umezawaea tangerina Bacteria; 

eae; Actinosynnemataceae; Umezawaea. 
ref|NR_024686.1| Lentzea waywayandensis 
26 Lentzea waywayandensis Bacteria; 
eae; Actinosynnemataceae; Lentzea. 
ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025570.1| Kibdelosporangium 

31 1666519 Kibdelosporangium albatum 
donocardineae; Pseudonocardiaceae; 


ref|NR_025542.1| Clostridium diolis 
30 Clostridium diolis Bacteria; 

m. 

ref|NR_025529.1| Mycobacterium 


1725987 172747 
ales; Corynebact 


1 Mycobacterium 
erineae; 


v 


219878389 


ref|NR_025528.1| Mycobacterium pulveris 


strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


571186 Bacteria_16S 1730269 1730189 5 85 gi| 219878388 |ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 1731782 1731702 5 85 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


571186 Bacteria_16S 1769747 1769675 12 84 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

571186 Bacteria_16S 1784812 1784732 5 85 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

571186 Bacteria_16S 1864014 18639345 85 gi|219878292|ref|NR_025431.1| Chromohalobacter 


israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
571186 Bacteria_16S 1865596 1865516 5 85 gi|219878291|ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 
571186 Bacteria_16S 1905237 1905157 5 85 gi|219878260|ref|NR_025399.1| Thioalkalicoccus 
limnaeus strain A26 16S ribosomal RNA, partial sequence 1904081 1905405 Thioalkalicoccus limnaeus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioalkalicoccus. 

571186 Bacteria_16S 1968996 1968916 5 85 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 
571186 Bacteria_16S 2034409 2034329 5 85 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 2053100 20530205 85 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 2091191 20911115 85 gi|219878129|ref|NR_025268.1| Mycobacterium 
heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 2112583 2112503 5 85 gi|219857660|ref|NR_025249.1| Mycobacterium 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
571186 Bacteria_16S 2129255 21291755 85 gi|219857649|ref|NR_025238.1| Mycobacterium 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 
571186 Bacteria_16S 2130733 2130653 5 85 gi|219857648|ref|NR_025237.1| Mycobacterium 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 2132238 21321585 85 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 2133741 21336615 85 gi|219857646|ref|NR_025235.1| Mycobacterium 
poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 2132540 2133989 Mycobacterium 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 2136772 2136692 5 85 gi|219857644|ref|NR_025233.1| Mycobacterium brumae 
strain ATCC 51384 16S ribosomal RNA, partial sequence 2135574 2137022 Mycobacterium brumae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 2148807 21487275 85 gi|219857636|ref|NR_025225.1| Mycobacterium parmense 
strain MUP 1182 16S ribosomal RNA, complete sequence 2147582 2149114 Mycobacterium parmense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 2165447 2165367 5 85 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 2171593 21715135 85 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

571186 Bacteria_16S 2173144 21730645 85 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
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571186 Bacteria_16S 2328012 23279325 85 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 2453998 2453918 5 85 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 
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571186 Bacteria_16S 2494609 2494529 5 85 gi|219857387|ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 
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9 Mycobacterium 
ynebacterineae; 


Clostridium 
8 Clostridium 
lostridium. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 
ycetales; 

MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


ref|NR_025866.1 


quence 3926691 392822 


Streptomyces 
0 Streptomyces 


acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


Streptomycineae; 


571186 Bacteria_16S 4039655 4039575 5 85 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

571186 Bacteria_16S 4063700 40636205 85 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

571186 Bacteria_16S 4074307 40742275 85 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

571186 Bacteria_16S 4220573 4220497 10 86 gi|219846061|ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
571186 Bacteria_16S 4234162 4234082 5 85 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
571186 Bacteria_16S 102665 102586 7 86 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

571186 Bacteria_16S 201811 201728 2 85 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 


strain 22 16S rib 


osomal RNA, partial sequence 


200572 20203 


6 Helcococcus kunzii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

571186 Bacteria_16S 325117 325042 8 83 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

571186 Bacteria_16S 326646 326571 8 83 gi|265678843|ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

571186 Bacteria_16S 328171 328096 8 83 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 


strain WPH 179 16 
Bacteroidetes; Ba 


571186 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


571186 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


571186 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


571186 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


571186 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


571186 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


571186 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


571186 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


571186 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


571186 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


571186 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


571186 Bacteria_16S 


S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
730039 729964 8 83 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
926057 925978 5 84 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
976887 976820 16 83 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1982688 1982609 6 85 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
2530950 2530871 5 84 


Sap 
gi 
Sora 
gi 
ridia; Clostridiales; 
2599319 2599240 8 


Clostridiaceae; 
87 gi 


ridia; Clostridiales; Peptococcaceae; 

3029796 3029717 5 84 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3035900 30358215 84 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3145834 3145759 8 83 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3247667 3247588 8 87 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3286865 3286786 5 84 gi 


326926 32843 


ae; Prevot 
265678562 


728785 73027 


ae; Prevot 
265678428 


924822 92631 
Desulfoba 


265678393 


975693 97713 


rospiracea 
219878207 


1981436 19829 


ngiineae; 
219857357 


16S ribosomal RNA, partial sequence 2529733 25312 


Clostridiu 
219857269 


16S ribosomal RNA, partial sequence 2598095 25994 
sulfotomacul 


De 
219846904 
equence 

idiales; C 
219846899 


3034695 30361 


Clostridiu 
219846825 


3144616 31460 


ae; Prevot 
219846756 
1 sequence 
iales; Pep 
219846730 


16S ribosomal RNA, partial sequence 3285670 32871 


5 Prevotella oulorum Bacteria; 
ella. 
ref|NR_028866.1| Prevotella bryantii 
0 Prevotella bryantii Bacteria; 
ella. 
ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_028695.1| Lewinella nigricans 
0 Lewinella nigricans Bacteria; 
e; Lewinella. 
ref|NR_025346.1| Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_024945.1| Clostridium gasigenes 
15 Clostridium gasigenes Bacteria; 
m. 
ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 
um. 
ref|NR_026496.1] Anaerobacter 

3028583 3030038 Anaerobacter 
lostridiaceae; Anaerobacter. 
ref|NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 
m. 
ref|NR_026417.1| Prevotella pallens 
69 Prevotella pallens Bacteria; 
ella. 
ref |NR_026348.1 

3246473 324794 


Desulfotomaculum 
8 Desulfotomaculum 
tococcaceae; Desulfotomaculum. 
ref|NR_026322.1| Clostridium pascui 
40 Clostridium pascui Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
3501863 3501784 5 84 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 


Firmicutes; Clost 


571186 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


571186 Bacteria_16S 


DSM 
Clostridia; 


316 16S ribos 
Clost 


571186 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


571186 Bacteria_16S 


strain B422 16S r 
Bacteroidetes; Ba 


571186 Bacteria_16S 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


571186 Bacteria_16S 
p- dassonvillei strain IMRU 509 16S ri 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


dassonvillei subs 


Actinomycetales; 


571186 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


571186 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


571186 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


571186 Bacteria_16S 


coryniformis subs 


3529227 3529148 5 84 gi 
ridia; Clostridiales; 
3532254 35321755 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533700 35336215 84 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3573568 3573493 8 83 gi 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
43498 43420 7 85 gi 
strain IMMIB D-1215 16S ribosomal RNA, 


Clostridiaceae; 
84 gi 


gi 


Nocardiopsis. 


85784 85706 7 85 gi 


6S ribosomal RNA, partial sequence 3528019 35294 


3531057 3532455 Sarci 


3532506 35339 


3572354 35738 
Prevotellace 


Bacteria; Actinobacteria; Actinobacter 


Streptosporangineae; Nocardiopsaceae; Nocardiops 
94921 94843 7 85 gi| 265679000 
bosomal RNA, complete sequence 93645 95214 
bacillales; Lactobacillaceae; Lactobacillus. 
131604 131534 15 85 gi| 265678975 
ribosomal RNA, complete sequence 130392 13190 
hrysiogenales; Chrysiogenaceae; Chrysiogenes. 
282483 282405 7 85 gi| 265678872 
ribosomal RNA, partial sequence 281272 28276 
ridia; Clostridiales; Eubacteriaceae; Eubacteriu 
508682 508604 7 85 gi| 265678713 
p. torquens strain 30 16S ribosomal RNA, complet 


219846557 


Clostridiu 


219846555 


219846554 


Sarcina. 
219846527 


ae; Prevot 
265679035 
partial s 
idae; Acti 


265679006 
bosomal RN. 


ref 
m. 
ref 


ref 


ref 


ella 

ref 
eque 
nomy 


ref 
A, Pp 


is. 
ref 


ref 


ref 


m. 
ref 
e se 


na maxima B 


Lactobacillus 


2 Chrysiogenes 


NR_026149.1 


NR_026147.1 
acter 


NR_026146.1 


NR_026119.1 


NR_029343.1 
nce 42294 


cetales; Str 


NR_029314.1 


artial seque 


NR_029308.1 


NR_029283.1 


NR_029178.1 


NR_029018.1 
quence 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Lactobacillus lindneri 
lindneri Bacteria; 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


571186 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


571186 Bacteria_16S 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
571186 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


strain PIPN-2 16S 
Tenericutes; Moll 


571186 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


571186 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


571186 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


571186 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


571186 Bacteria_16S 


strain JCM 4837 1 
Actinobacteria; A 


571186 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


571186 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


571186 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


Lactobacillus. 


664916 664838 8 86 gi 


ria; Firmicutes; Clostridia; 


667969 667899 15 85 gi 


737608 737530 5 83 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
842185 842107 7 85 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
872478 872408 15 85 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


gi 


982853 982775 5 
S ribosomal RNA, 
icutes; Entomoplasmatales; 
1080201 1080131 15 85 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

1086213 1086135 7 85 gi 


83 gi 


gi 


ctinobacteridae; Actinomycetales; Stre 
1093926 1093856 15 85 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095367 1095297 15 85 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1096811 1096741 15 85 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


571186 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


1279522 12794445 83 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


gi 


n NorPut 16S ribosomal RNA, partial se 
Clostridi 


736380 73789 
Entomoplasmataceae; 


complete sequence 981620 98314 
Entomoplasmataceae; 


1079018 10804 


6S ribosomal RNA, partial sequence 1085003 108 


265678606 
quence 
ales; Clos 
265678604 
nce 66678 
rillales; 

265678556 


E 
265678485 
nce 84098 
irillales; 
265678464 
sequence 
ria; Rhodo 


265678389 


E 
265678323 


Acetobacte 
265678319 
64 
ptomycinea 
265678314 
quence 
eria; Rhod 
265678313 

10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


ref 
trid 
ref 


Acet 
ref 


ntom 
ref 


Mar 
ref 


spir 
ref 


ntom 
ref 


race 
ref 


e; S 
ref 


ospi 
ref 


Acet 
ref 


piri 


219846093 


663698 66518 


6 668269 Gluco 


7 Entomoplasma 


1 842417 Marin 


871314 87276 


1 Entomoplasma 


1092739 10941 


43 1095577 Aceto 


1095628 10970 


NR_028911.1 
5 


iales Family 


NR_028909.1 
n 
obacteraceae 
NR_028860.1 


oplasma. 
NR_028788.1 
° 
inospirillu 
NR_028767.1 
0 
illales; Ace 
NR_028691.1 


oplasma. 
NR_028625.1 


ae; Acetobac 
NR_028621.1 


treptomyceta 
NR_028616.1 
9 
rillales; Ac 


NR_028615.1 
b 
obacteracea 
NR_028614.1 
7 
t 


llales; Ace 


ref 


mM. 


e: 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Entomoplasma lucivorax 


’ 


lucivorax Bacteria; 


Marinospirillum 
spirillum alkaliphilum 


Gluconacetobacter 
Gluconacetobacter 


tobacteraceae; 


Entomoplasma freundtii 


freundtii Bacteria; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Streptomyces tauricus 


81 Streptomyces tauricus Bacteria; 


ceae; Streptomyces. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 

0 Acetobacter 
obacteraceae; 


v 


NR_025683.1 


Mesoplasma corruscae 


1278319 1279803 Mesoplasma corruscae Bacteria; 
Entomoplasmataceae; Mesoplasma. 


TTGTACACACCGCCCGTCACACCACGAAAGCCGACAACACCCGAAGCCGGTGAGC TAACCGCAAGGAGGCAGCCGTCGAAGGTGGGGTTGGTGNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGAGTGGCGAACGGGTGAGTAATACATAAGCAATCTGCCCATCGGCCTGGGATAACAGTTGGAAACG 
ACTGCTAATACCGGATAGGTGATGAAGAGGCATCTCTCGATCATTAAAGTTGGGATACAACACGGATGGATGAGCTTATGGCGTATTAGCTAGTAGGTGAGGTAA 
CGGCTCACCTAGGCGATGATACGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATTTT 
CGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTTGTGAAGGAAGAACGGCTCATACAGGGAATGGTA 
TGGGAGTGACGGTACTTTACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGT 
GCGCAGGCGGTTTGTTAAGTTTAAGGTGAAAGCGTGGGGCTTAACCCCATATAGCCTTAGAAACTGACAGACTAGAGTACAGGAGAGGGCAATGGAATTCCATGT 
GTAGCGGTAAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGTTGCCTGGCCTGTAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAATAGGATT 
AGATACCCTAGTAGTCCACGCCGTAAACGATGAGAACTAAGTGTTGGGGAAACTCAGTGCTGCAGTTAACGCAATAAGTTCTCCGCCTGGGGAGTATGCACGCAA 
GTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGCAA 
AGACATAGAGATATGTTGGAGGTTATCAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTCTTTAGTTNCTAACATTAAGTTGAGGACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGG 
GCTACACACGTACTACAATGGCGGATACAACGAGAAGCAAGACAGTGATGTGGAGCAAAACTCAGAAAGTCCGTCTCAGTTCGGATTGAAGTCTGCAACCCGACT 
TCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCAAACCATGAGAGTTGGCAATACCC 
GAAGCCGGTGGCCTAACCTCGCAAGAGGAGGGAGCCGTCGAAGGTAGGGCTGATGATTGGGGTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAAGGCCTTGGCCTGAGTAGAGTGGCGGACGGGTGAGTAATGCGTGGGAATC 
TGCCTGGCAGAGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATACGCCCTATGGGGGAAAGGGGGCTTCGGCTCTCGTTGCCAGATGAGCCCACGTCCGA 
TTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCCGCGATCGGTCGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGAAAGAAA 
AGCGGCTGGCGAATACCCAGTCGTCTTGACGTTACTCACAAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGG 
AATTACTGGGCGTAAAGCGCGCGTAGGCGGCACGGTCAGTCCGCTGTGAAAGCCCCGGGCTCAACCTGGGAACTGCAGTGGATACTGCCGCGCTAGAGTGTGAAA 
GAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGGTTCAACACTGACGCTGAGGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGTCGACTAGCCGTCGGGTCCATTTAAGGGCTTGGTGGCGCAGCTAACGCGATA 
AGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGA 
ACCTTACCAGCCCTTGACATCCTCGGAATCGAGCGGAGACGTTCGAGTGCCTTCGGGAACCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTCATGGCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGG 
GATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTTGCGAGCCCGCGAGGGGGAGCCAATCCCAGAAAAC 
CGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGTGGATCGCTTAACCCTCGGGAGAGCGTTCACCACGGTGTGGTCAATGACTGGGGTGNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAGGTTTTCGGATTGAGTAGC 
GTGGCGGACGGGTGAGTAATGCGTGGGAATCTGCCTGGCAGAGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGCTTC 
GGCTCTTGTTGCCAGATGAGCCCACGTCCGATTAGCTAGTTGGTAGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGGCCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGC 
GGGTTGTAAAGCACTTTCGGTGGGAAAGAAAAGCGCTGGGTTAATACCCCAGTGTTTTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGGTCAGTCCGCTGTGAAATCCCCGGGCTCAACCTGGGAACT 
GCAGTGGATACTGCCGAGCTAGAGTGTGAGAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCGGCCC 
CCTGGTTCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGTCGACTAGCCGTGGGGTCCAT 
TTAAGGGCTTCGTGGCGCAGCTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCTGACGAATCCTGCGGAGACGTGGGAGTGCCTTCGGGAGCGTCAAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACTTCGGGTGGGAACTCTAAGGAG 
ACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTCGCAA 
GCCCGCGAGGGGGAGCCAATCTCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGT 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGTCGGTAGCTTAACCTTCGGGAGGGCGCTGACCACGG 
TGTGGTCAATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGT 
CGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTT 
ACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCA 
CCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
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GAACTGGATGTTGGGTGCAACTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGG 
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ref|NR_025868.1 
nce 392352 


Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 
alomonadaceae; 
219846632 Gluconobacter 
7 Gluconobacter 


Acetobacteraceae; 


Gluconacetobacter 
4 Gluconacetobacter 
Acetobacteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
spirillales; Acetobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


Gluconobacter oxydans 
oxydans Bacteria; 
Gluconobacter. 

Acetobacter 
8 Acetobacter 
etobacteraceae; 


Halanaerobium 
4 Halanaerobium 
Halanaerobium. 
Mycoplasma yeatsii 
30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Halothiobacillus 
3 Halothiobacillus 
Halothiobacillaceae; 


Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 


Streptomyces 
9 3925059 Streptomyces 
Streptomycineae; 


571186 Bacteria_16S 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
571186 Bacteria_16S 
strain RL-34 16S 


571186 Bacteria_16S 


ribosomal RNA, 


3929505 3929427 7 


3942688 3942618 15 


strain OP 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
85 
organovorum strain TFC 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospiri 
85 

strain Lhet2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
85 
strain KLB 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
83 


571186 Bacteria_16S 


571186 Bacteria_16S 


571186 Bacteria_16S 


571186 Bacteria_16S 


3944149 3944079 15 


3947069 3946999 15 


3948534 3948464 15 


4141098 41410205 


85 
complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
85 


gi 
complete 


gi| 219846275 
3928271 39298 
Streptomycinea 
gi|219846264 
3941522 39429 
Acetobacte 
219846263 
39429 
llales; 
gi|219846261 
3945905 39473 
Acetobacte 
gi| 219846260 
3947368 39487 
Acetobacte 
219846120 


gi 


ref|NR_025867.1 
sequence 392511 


ref|NR_025865.1 


e; Streptomyceta 
ref|NR_025854.1 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces scabiei 


00 Streptomyces scabiei Bacteria; 


ceae; Streptomyces. 
Acidiphilium rubrum 


34 Acidiphilium rubrum Bacteria; 
raceae; Acidiphilium. 

ref|NR_025853.1| Acidiphilium 

85 3944397 Acidiphilium organovorum 
Acetobacteraceae; Acidiphilium. 
ref|NR_025851.1| Acidiphilium cryptum 
17 Acidiphilium cryptum Bacteria; 
raceae; Acidiphilium. 

ref|NR_025850.1| Acidiphilium angustum 
80 Acidiphilium angustum Bacteria; 
raceae; Acidiphilium. 


gi 


sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 


sabaudiense Bacteria; 


Tenericutes; Mollicutes; 


Entomoplasmatales; 


ref|NR_025710.1| Spiroplasma 
4139871 4141386 Spiroplasma 
Spiroplasmataceae; Spiroplasma. 


571186 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


571186 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


571186 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


571186 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


571186 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


571186 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


571186 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


571186 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


571186 Bacteria_16S 


olivochromogenes 
olivochromogenes 
Streptomycetaceae 


571186 Bacteria_16S 


strain B7319 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
571186 Bacteria_16S 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


571186 Bacteria_16S 


cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


571186 Bacteria_16S 


strain R-10 16S r 


Bacteroidetes; 
571186 Bacteria_16S 


Sp 


argentinense stra 
argentinense Bact 


571186 Bacteria_16S 


strain IP 2227 16 


Firmicutes; 
571186 Bacteria_16S 


subsp. 


cremea subsp. 


Clost 


rifamycini 
rif 


Streptosporangine 


571186 Bacteria_16S 


strain OK2 16S ri 


Proteobacteria; 
571186 Bacteria_16S 


G 


effusa strain AP1 


Bacteria; 
571186 Bacteria_16S 


Proteob 


strain A288 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


571186 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


571186 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


571186 Bacteria_16S 


4142662 4142584 5 83 gi|219846119 
ribosomal RNA, partial sequence 4141437 41429 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4155039 41549615 83 gi|219846111 
ribosomal RNA, partial sequence 4153813 41553 


icutes; Entomoplasmatales; 
4159736 4159658 5 83 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4161302 41612245 

in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; 
4164333 4164255 5 83 
6S ribo 
icutes; Entomoplasmatales; 
4175014 4174936 5 83 gi 
in GRUA-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; 
4181167 4181089 5 83 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4185670 4185592 5 83 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4202256 42021787 


gi 


83 gi 


gi 


gi 


gi 


85 gi 


; Streptomyces. 


4203754 42036767 85 
ribosomal RNA, partial sequence 


gi 


Stre 
4206817 4206743 8 82 gi 
train ALEN 2 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


1207 1130 8 85 gi 
34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
133198 133121 7 84 

ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; Rho 
208017 207940 7 84 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; 

212670 212601 15 84 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

268891 268814 8 85 gi 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
385579 385502 8 85 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
387139 387062 8 85 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
405536 405459 8 85 gi 
ibosomal RNA, partial sequence 


gi 


gi 


Spiroplasmataceae; 
4158509 41 
Spiroplasma 
Entomop 
somal RNA, partial sequence 4163118 41646 
Entomoplasmat 
Entomop 


4179947 41814 
Entomoplasmat 


4184459 41859 
Entomoplasmat 


strain DSM 40451 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


4202580 42040 


131953 13349 


Clostrid 


211461 21296 
Clostridium. 


384340 38587 


404351 40583 


Sp 
219846108 
600 
taceae; Sp 
219846107 
equence 
lasmatales 
219846105 


aceae; M 
219846097 
equence 

lasmatales 
219846092 


aceae; M 
219846086 


aceae; E 
219846074 
rtial sequ 
idae; Acti 


219846073 


ptomycinea 
219846071 
1 sequence 
cteria; Ch 


265679063 

a 
ales; Pseu 
265678974 


dothermace 
265678924 
al sequenc 
iales; Clo 
265678921 


265678881 
rtial sequ 
nobacterid 


265678798 


seudomonad 
265678797 

38592 
nadales; S 
265678785 


ref|NR_025709.1 


lasma. 
NR_025701.1 


irop 
ref 


lasma. 
NR_025698.1 


irop 
ref 


lasma. 
NR_025697.1 

160075 416159 
; Spiroplasmatac 
ref|NR_025695.1 


irop 
ref 


i 


lasma. 
ref|NR_025687.1 

4173799 417528 
; Entomoplasmata 
ref|NR_025682.1 


esop 


esoplasma. 
ref|NR_025676.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_025664.1 
ence 420108 
nomycetales; Str 


ref|NR_025663.1 
27 Streptomyces 
e; Streptomyceta 
ref|NR_025661.1 

4205616 420703 
romatiales; Ecto 


ref |NR_029371.1 
1489 Saccha 
donocardineae; P 


ref |NR_029282.1 
5 Rhodothermus 
ae; Rhodothermus 
ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref|NR_029229.1 


ref 
ence 
ae; 


NR_029187.1 

267723 
Actinomyceta 
ref |NR_029103.1 
aceae; Pseudomon 
ref|NR_029102.1 
1 387397 Hydroc 


inobacteraceae; 
ref |NR_029090.1 


Streptosporangineae; Thermomon 

445783 445706 8 85 gi|265678758|ref|NR_029063.1 

ain IH5 16S ribosomal RNA, complete sequence 444544 446074 

teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 

450376 450299 8 85 gi| 265678755 |ref|NR_029060.1 

ain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
ae; Saccharothrix. 

458135 458058 8 85 gi| 265678746 |ref|NR_029051.1 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


Streptomyces 
2 4202529 Streptomyces 
eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Thioalkalivibrio 

5 Thioalkalivibrio 

thiorhodospiraceae; 


Saccharomonospora 
romonospora cyanea 


seudonocardiaceae; 


Rhodothermus marinus 


marinus Bacteria; 


Clostridium 

Clostridium 
stridium. 

Clostridium baratii 


8 Clostridium baratii Bacteria; 


Actinomadura cremea 
269132 Actinomadura 
les; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 

Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Actinomadura meyerae 


0 Actinomadura meyerae Bacteria; 


osporaceae; 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


Saccharothrix 
Saccharothrix 
nocardineae; 


Pseudomonas salomonii 


strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


571186 Bacteria_16S 
strain DLE411J 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
strain P 513/19 1 
Proteobacteria; 
571186 Bacteria_16S 
strain P 527/13 1 
Proteobacteria; 
571186 Bacteria_16S 
strain P 538/23 1 
Proteobacteria; 
571186 Bacteria_16S 
impatiens strain 


Bacteria; 


Firmicutes; 


471684 471607 8 85 gi 


555877 555800 8 85 gi 


557419 557342 8 85 gi 


558963 558886 8 85 gi 


605619 605542 8 85 gi 


640764 640687 8 85 
ribosomal RNA, complete sequence 


gi 


470446 47199 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


6S ribosomal RNA, partial sequence 554659 55615 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


6S ribosomal RNA, partial sequence 556201 55769 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 


6S ribosomal RNA, partial sequence 557743 55923 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


639529 64105 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


265678737 


265678682 


265678681 


265678680 


265678648 


265678624 


652879 652810 15 84 gi| 265678615 

strain CK55 16S ribosomal RNA, partial sequence 651676 65311 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

672533 672456 8 85 gi| 265678601 


571186 Bacteria_16S Pa 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 
frederiksbergensis Bacteria; 


Pseudomonas. 


571186 Bacteria_16S 
halophila strain 


Bacteria; 


Bacteria; 


Pseudomonas. 


571186 Bacteria_16S 
strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
571186 Bacteria_16S 
strain IMT37 16S 
Proteobacteria; 

571186 Bacteria_16S 
strain AC 615 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
571186 Bacteria_16S 
trevisanii strain 
trevisanii Bacteria; 
571186 Bacteria_16S 
subroseum strain 


Actinomycetales; 
571186 Bacteria_16S 
strain CIP 104663 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
571186 Bacteria_16S 
insulare strain K 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
571186 Bacteria_16S 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Nonomuraea. 

571186 Bacteria_16S 1099846 1099769 8 85 gi|265678310|ref|NR_028612.1 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 110009 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptosporangiaceae; Acrocarpospora. 

571186 Bacteria_16S 1107417 1107340 8 85 gi|265678304|ref|NR_028606.1 


Proteobacteria; 


734530 734453 8 85 gi 


754922 754845 8 85 gi 


785653 785576 8 85 gi 


Proteobacteria; Gammaproteobacte 


790193 790116 8 85 gi 


822278 822201 8 85 

ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
839126 839049 8 85 gi 
ribosomal RNA, partial sequence 


gi 


Stre 


869539 869463 8 84 gi 


"WeeTee' 1999 16S ribosomal RNA, part 
Fusobacteria; Fusobacteriales; Fus 
875390 875313 8 85 gi 


Streptosporangium. 
915104 915027 8 85 gi 
pretiosum strain C-15003 16S ribosomal 


Pseudonocardineae; Actinosynnemataceae 
961562 961485 8 85 gi 
complete sequence 


1051851 1051774 8 85 gi 


1090878 1090801 8 85 gi 


strain NRRL 15532 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 


4270 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromati 
571186 Bacteria_16S 
valvarum strain MDA3079 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Cardioba 
571186 Bacteria_16S 
mediterranea strain CFBP 5447 16S ribosomal RNA, partia 
mediterranea Bacteria; 


789013 79048 


821061 82256 
seudomonadaceae; 
ref 
837961 839417 Nonomuraea rubra Bacteria; 
ptosporanginea 
ref 
ial sequence 868327 869787 
obacteriaceae; 
ref 
CY-7113 16S ribosomal RNA, partial sequence 874217 875635 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Streptosporangiaceae; 
571186 Bacteria_16S 

pretiosum subsp. 


265678559 


ales; 
265678543 


cteriales; 
265678522 
1 sequence 
ria; 
265678519 
265678498 
265678487 


265678466 


265678462 


265678435 


ref 
0 Pseudomonas lini Bacteria; 


ref 
0 Pseudomonas trivialis Bacteria; 


ref 
2 Pseudomonas poae Bacteria; 


ref 
6 Pseudomonas congelans Bacteria; 


ref 
EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccha 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
Saccharospirillum. 
571186 Bacteria_16S 
strain 520-20 16S 
Proteobacteria; 
571186 Bacteria_16S 


Sac 


ref 
6 Pseudomonas kilonensis Bacteria; 


ref 
2 Clostridium uliginosum Bacteria; 


ref 
Pseudomonadales 


ref 
733319 734742 Thioha 
Chromati 
ref 
ence 753719 755211 Cardio 
Car 
ref 

784432 785869 
Pseudomon 


ref 
6 Gordonia sinesedis Bacteria; 


ref 
9 Pseudomonas indica Bacteria; 


ref 
RNA, partial 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
; Actinosynnema. 


1089685 109113 


NR_029042.1 


Pseudomon 
NR_028987.1 


Pseudomon 
NR_028986.1 
NR_028985.1 


Pseudomon 
NR_028953.1 


charospirill 
NR_028929.1 
Pseudomon 


NR_028920.1 


NR_028906.1 


NR_028863.1 


aceae; Thioh 
NR_028847.1 


diobacteriac 
NR_028826.1 


adales; Pseu 


NR_028823.1 


Gordoniacea 
NR_028801.1 


Pseudomon 
NR_028790.1 


e; Streptosp 
NR_028769.1 


Leptotrichi 
NR_028765.1 


; Streptospo 


NR_028737.1 
sequence 


Pseudomonas lini 
as. 
Pseudomonas trivialis 
as. 
Pseudomonas poae 
as. 
Pseudomonas congelans 
as. 
Saccharospirillum 
rospirillum impatiens 
aceae; 


Pseudomonas kilonensis 


as. 
Clostridium uliginosum 


Pseudomonas 
Pseudomonas 
; Pseudomonadaceae; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Gordonia sinesedis 


e; Gordonia. 
Pseudomonas indica 


as. 
Nonomuraea rubra 


orangiaceae; Nonomuraea. 
Leptotrichia 
Leptotrichia 

a. 
Streptosporangium 
Streptosporangium 

rangineae; 


Actinosynnema 
913891 915394 


265678404|ref|NR_028706.1| Pseudomonas veronii 
960323 961843 Pseudomonas veronii Bacteria; 
seudomonadaceae; Pseudomonas. 
265678343|ref|NR_028645.1| Marinospirillum 
1050631 1052062 Marinospirillum insulare 
irillales; Marinospirillum. 
265678316|ref|NR_028618.1] Nonomuraea 


7 Nonomuraea 
osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 


1106217 1107715 Nonomuraea longicatena 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nonomuraea. 


571186 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


571186 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


571186 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


571186 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


571186 Bacteria_16S 


strain NCIMB 7030 


1145345 1145268 8 85 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1160390 1160317 14 87 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1196795 1196726 16 85 gi 
2809 16S ribosomal RNA, partial sequen 
eferribacteres; Deferribacterales; Def 
1261601 1261524 8 85 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 

Brevibacterium. 

1299127 1299050 8 85 gi 
55 16S ribosomal RNA, partial sequence 


’ 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


571186 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


571186 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


571186 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


571186 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


571186 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


571186 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


571186 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


571186 Bacteria_16S 1528020 1527943 8 85 gi| 219857435 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 15282 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

571186 Bacteria_16S 1529532 1529455 8 85 gi| 219857434 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 15297 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinoallomurus. 

571186 Bacteria_16S 1531044 1530967 8 85 gi| 219857433 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinomadura. 

571186 Bacteria_16S 1535568 1535491 8 85 gi| 219857414 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

571186 Bacteria_16S 1537077 1537000 8 85 gi| 219857378 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequenc 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Saccharothrix. 

571186 Bacteria_16S 1538640 1538563 8 85 gi| 219857377 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Saccharothrix. 

571186 Bacteria_16S 1541750 1541673 8 85 gi| 219857375 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Actinokineospora. 

571186 Bacteria_16S 1543310 1543233 8 85 gi| 219857374 


1351194 1351117 8 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1357190 135712115 84 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1390347 1390278 16 85 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; Deltaprot 


85 gi 


1403764 1403687 8 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


1415769 1415692 8 85 gi 
ammaproteobacteria; Pseudomonadales; P 
1467639 1467570 16 85 gi 
ibosomal RNA, partial sequence 
rochaetales; 
1523431 1523362 16 85 

ribosomal RNA, partial sequence 
rochaetales; 


gi 


1349993 13514 


6S ribosomal RNA, partial sequence 1414552 14160 
1466484 14678 
Spirochaetaceae; Treponema. 


1522207 15236 
Spirochaetaceae; Treponema. 


Stre 


253680760 
quence 
teria; Pse 
228721485 

11591 
7 Peptococ 
228715574 
ce 11955 
erribacter 
219846707 
nce 12603 
Actinomyce 


219846893 
12979 


228720546 


ales; Cory 
228720131 
quence 
ostridiale 
228716586 
sequence 
eobacteria 


219857444 
14026 
nadales; P 


224581448 


seudomonad 
224581408 


219857543 


ococcineae; 


ptosporangineae; 
ref|NR_028008.1 
144133 114556 
udomonadales; Ps 


bR 


ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref |NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


ref |NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_027594.1 


nebacterineae; G 
ref|NR_027589.1 
1356004 135748 
s; Clostridiacea 
ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


, 


ref|NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 
ref|NR_027230.1 


acea 
ref 


e; Pseudomon 
NR_027189.1 


ref|NR_025131.1 


ref |NR_025023.1 
88 Actinomadura 
ineae; Thermomon 


ref |NR_025022.1 


ineae; Thermomon 
ref|NR_025021.1 
1529847 153130 


tales; Streptosp 


ref|NR_025002.1 
13 Actinomadura 
ineae; Thermomon 
ref |NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref |NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


Streptosporangiaceae; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 

Brevibacterium 
acterium mcbrellneri 
ineae; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Clostridium 

9 Clostridium 

e; Clostridium. 
Bdellovibrio 

0 Bdellovibrio 


les; Bdellovibrionaceae; 
Pseudoalteromonas 
alteromonas ulvae 


aceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


orangineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


ref|NR_024962.1 


Actinokineospora 


diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 


diospyrosa Bacteria; 
Actinosynnemataceae; 


571186 Bacteria_ 


strain LB23 16S r 
Fusobacteriales; 


Fusobacteria; 
571186 Bacteria_ 


proteolytica stra 
proteolytica Bacteria; 


Pseudomonas. 
571186 Bacteria_ 


strain CMS 38 16S 
G 


Proteobacteria; 
571186 Bacteria_ 


strain CMS 35 16S 
G 


Proteobacteria; 
571186 Bacteria_ 
strain CFBP 2341 
Proteobacteria; 

571186 Bacteria_ 


strain TO1 16S ri 
G 


Proteobacteria; 
571186 Bacteria_ 
strain DSM 44494 


G 


Actinokineospora. 


16S 1568694 1568618 8 


16S 1641746 1641669 8 
Proteobacteria; 


16S 1643308 1643231 8 


16S 1644869 1644792 8 
16S 1695188 1695111 8 
16S 1696732 1696655 8 


16S 1740954 1740877 8 


84 


ibosomal RNA, partial sequence 
Fusobacteriaceae; 


85 


85 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


85 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


85 


85 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


85 


Actinobacteria; Actinobacteridae; Actinomycetales; 


571186 Bacteria_ 
saalensis strain 
Bacteria; 
Sedimentibacter. 
571186 Bacteria_ 


cellulosilytica s 
cellulosilytica B 


Nocardiopsaceae; 
571186 Bacteria_ 
halophila strain 


halophila Bacteri 
Pseudonocardiaceae; 


571186 Bacteria_ 
strain DSM 12654 
Firmicutes; 
571186 Bacteria_ 


paucivorans strai 
paucivorans Bacte 


Firmicutes; 


Bacil 


16S 1768271 17681905 


Clostridia; 


16S 1853387 1853310 8 


Thermobifida. 
16S 1887136 1887059 8 


Saccharomonospora. 
16S 1912558 19124775 
lales; 
16S 


Planococcaceae; 
1938559 1938482 8 


Brevibacteriaceae; Brevibacterium. 


571186 Bacteria_16S 


Soel 


Thioalkalispira. 


571186 Bacteria_16S 
strain Ps 9-14 16 


Proteobacteria; 


Pseudomonas. 


571186 Bacteria_16S 
strain Pss 26 16S 


Proteobacteria; 


strain YIM 90003 


2089730 2089653 8 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
571186 Bacteria_16S 
microaerophila strain ALEN 1 16S ribosomal RNA, partial 
microaerophila Bacteria; 


Xanthomonadales; 
2127762 2127685 8 


Proteobacteria; 


2144282 2144205 8 


2145787 2145710 8 
Proteobacteria; 


2147292 2147215 8 


2157872 2157795 8 


85 


85 


85 


86 


85 


85 


2088549 2089942 Nevsk 
Sinobacteraceae; 


85 


85 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
571186 Bacteria_16S 
umsongensis strain Ps 3- 
umsongensis Bacteria; 


Pseudomonadales; 


85 


85 


ribosomal RNA, partial sequence 
Gammaproteobacteria; 
571186 Bacteria_16S 


Pseudomonadales; 


85 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 


571186 Bacteria_16S 
strain KMM 3447 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


extremorientalis 
extremorientalis 
Pseudomonas. 


571186 Bacteria_16S a 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus 
Thermodesulfobacteriales; 


15286 Bacteria; 


Thermodesulfobacteria; 


2220016 2219939 8 


Bacteria; Proteobacteria; 


2224469 2224392 8 


Thermodesulfatator. 


85 


85 


gi 
15 


Leptotrichia. 


gi 


in CMS 64 16S ribosomal RNA, partial sequence 
Gammaproteobacteri 


gi 
16 


gi 


1643643 16451 


gi 


16S ribosomal RNA, partial sequence 1693968 16954 
ammaproteobacteria; Pseudomonadales; P 


gi 


1695512 16970 
seudomonadaceae; 


gi 


16S ribosomal RNA, partial sequence 1739732 17412 
Streptosporangineae; 


gi 


ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 


gi 


DSM 44411 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


16S ribosomal RNA, partial sequence 1911333 19128 
Ureibacillus. 


gi 


n CF 62 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


Gammaproteobacteria; 


gi 


2143068 21445 
P 


gi 


10 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


gi 


2146078 21475 
P 


gi 


16S ribosomal RNA, partial sequence 2156657 21581 
Streptosporang 


gi 


gi 


219846057 
67482 15689 


219878449 


a; 


219878448 


42082 16435 


219878447 


219878411 


219878410 


219878380 


219878359 
17670 


Clostridiales Family 


219878299 
sequence 
Actin 


219878274 


219878255 


219878236 
Actinomyc 
219878130 
Nevskia. 
219857650 


sequence 
Chr 


219857639 
seudomonad 
219857638 
equence 
Pseudo: 


219857637 


seudomonad 
219857630 


219857586 


P 


219857583 


Pseudomonadales; 


seudomonadaceae; 


seudomonadaceae; 


seudomonadaceae; 


ref|NR_025647.1 
67 Leptotrichia 


ref|NR_025588.1 
1640520 164203 


ref|NR_025587.1 


ref|NR_025586.1 


ref|NR_025550.1 


ref|NR_025549.1 


ref|NR_025519.1 
36 Nocardiopsis 
Nocardiop 


ref |NR_025498.1 


XI. 


ref|NR_025438.1 
1852181 185367 
omycetales; Stre 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


ref |NR_025394.1 
21 Ureibacillus 


ref |NR_025375.1 
1937348 193875 
etales; Micrococ 


ref|NR_025269.1 
ia ramosa Bacter 


ref|NR_025239.1 

2126557 212798 
omatiales; Ectot 
ref |NR_025228.1 
aceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
monadales; Pseud 
ref |NR_025226.1 
aceae; Pseudomon 
ref|NR_025219.1 
ineae; Nocardiop 
ref|NR_025174.1 


nce 221879 
seudomonadales; 


ref|NR_025171.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Pseudomonas 
1 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
Pseudomonas. 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
Pseudomonas. 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
Pseudomonas. 


Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
Pseudomonas. 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Sedimentibacter 


74 1768507 Sedimentibacter saalensis 
Incertae Sedis; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Saccharomonospora 
1 Saccharomonospora 


rdineae; 


Ureibacillus terrenus 


terrenus Bacteria; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Thioalkalispira 
9 Thioalkalispira 


hiorhodospiraceae; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 
Pseudomonas 
2 2220307 Pseudomonas 


Pseudomonadaceae; 


Thermodesulfatator 


Thermodesulfobac 


DSM 
teriaceae; 


571186 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


571186 Bacteria_16S 


strain KS9 16S ri 


2235174 2235097 8 85 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2253439 2253362 8 85 
bosomal RNA, partial sequence 


gi 


2252243 22536 


219857576 
sequence 
ia; Pseudo: 


, 


219857564 


ref|NR_025164.1 
2233956 223544 
monadales; 


ref |NR_025152.1 


Pseud 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Nocardiopsis composta 


96 Nocardiopsis composta Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
571186 Bacteria_16S 2278130 2278053 8 85 gi| 219857548 |ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
571186 Bacteria_16S 2291678 2291601 8 85 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

571186 Bacteria_16S 2309781 2309704 8 85 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 


strain DSM43926 1 


strain A290 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


571186 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


571186 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


571186 Bacteria_16S 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


571186 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


571186 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


571186 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas 


571186 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


571186 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


571186 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


571186 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


571186 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


571186 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
571186 Bact 
strain CIP 105470 
Proteobacteria; G 
571186 Bact 
strain CIP 105259 
Proteobacteria; G 


eria_16 


eria_16 


Stre 
2311287 2311210 8 85 gi 
ibosomal RNA, partial sequence 


Stre 


2321974 2321897 8 85 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323526 2323449 8 85 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2409811 2409734 8 85 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2412926 2412849 8 85 gi 
ain AML-D4 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


2414490 2414413 8 85 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2447871 2447794 8 85 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


gi 


2464430 2464361 15 84 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2506708 2506631 8 85 gi 


ammaproteobacteria; Chromatiales; Ecto 
2521899 2521822 8 85 gi 
rain SBK26 16S ribosomal RNA, partial 

cteria; Proteobacteria; Gammaproteobac 


2523379 2523302 8 85 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2527889 2527816 14 87 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2556205 2556128 8 85 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
Ss 2557771 2557694 8 85 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
Ss 2562397 2562320 8 85 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 


571186 Bact 
strain CIP 105274 


eria_16 


Ss 2571530 2571453 8 85 gi 
16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
571186 Bacteria_16S 
2310109 23115 


2413261 24147 


16S ribosomal RNA, partial sequence 2505486 25069 


ptosporang 
219857522 
ptosporang 
219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857454 
nce 24085 
ales; Stre 


219857452 
sequence 
eria; Meth 


219857451 


ethylococc 
219857421 
quence 

ia; Altero 
219857407 
sequence 
iales; Clo 
219857373 


thiorhodos 
219857363 
sequence 

teria; Pse 


219857362 
sequence 
teria; Pse 


219857359 
nce 25266 
occaceae; 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 


ineae; Streptos 
ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomon 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref |NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


ref|NR_025040.1 

2411699 241321 
ylococcales; Met 
ref |NR_025039.1 
aceae; Methylosa 
ref|NR_025009.1 

2446675 244812 
monadales; Pseud 


ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref|NR_024961.1 


piraceae; Alkali 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref|NR_024947.1 
73 2528174 Desulf 
Desu 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 


ref|NR_024918.1 


1lfotomaculum. 


58 Nonomuraea turkmeniaca Bacteria; 
Pp 


orangiaceae; Nonomuraea. 
Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Methylosarcina 
0 Methylosarcina 


hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Pseudoalteromonas 

4 Pseudoalteromonas 

oalteromonadaceae; 


Clostridium 

2 Clostridium 

stridium. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Desulfotomaculum 
otomaculum alkaliphilum 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 


2570299 2571813 Pseudomonas jessenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


571186 Bacteria_16S 


strain CFML 96-1 
Proteobacteria; 


571186 Bacteria_16S 


strain CIP 10466 
Bacteria; Proteo 


571186 Bacteria_16S 


strain CIP 10488 
Bacteria; Proteo 


571186 Bacteria_16S 


strain CFML 96-1 
Bacteria; Proteo 


2580651 2580574 8 85 gi 
98 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
2582217 2582140 8 85 gi 
4 16S ribosomal RNA, complete sequence 
bacteria; Gammaproteobacteria; Pseudomo 
2583787 2583710 8 85 gi 
3 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
2585356 2585279 8 85 gi 
70 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Pseudomo 


219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 


ref|NR_024912.1| Pseudomonas cedrina 
20 2580935 Pseudomonas cedrina Bacteria; 
aceae; Pseudomonas. 

ref|NR_024911.1| Pseudomonas rhodesiae 
86 2582507 Pseudomonas rhodesiae 
seudomonadaceae; Pseudomonas. 
ref|NR_024910.1| Pseudomonas monteilii 
58 2584074 Pseudomonas monteilii 
seudomonadaceae; Pseudomonas. 
ref|NR_024909.1| Pseudomonas orientalis 
25 2585640 Pseudomonas orientalis 
seudomonadaceae; Pseudomonas. 


571186 Bacteria_16S 2596194 2596117 8 


strain CIP 105273 
Proteobacteria; 


16S ribosomal RNA, partial sequence 


85 gi|219857271|ref|NR_024902.1 


Pseudomonas mandelii 


2594961 2596478 Pseudomonas mandelii Bacteria; 


Gammaproteobacteria; Pseudomonadales; P 


seudomonad 


aceae; Pseudomonas. 


571186 Bacteria_16S 2597760 2597683 8 
strain CIP 105460 16S ribosomal RNA, 
Bacteria; 


571186 Bacteria_16S 2751704 2751627 8 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Microtetraspora. 
571186 Bacteria_16S 2753200 2753123 8 
sphaerica strain 


Streptosporangiaceae; 
571186 Bacteria_16S 


Planomonospora. 
2754696 2754619 8 


complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae 


JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


85 219857270|ref|NR_024901.1 


2596529 2598044 Pseudo: 


gi 


85 219857152|ref|NR_024780.1 
2750506 275194 


Strepto 


gi 


85 219857151|ref|NR_024779.1 
2752000 275344 


Streptospo 


gi 


85 gi|219857150|ref|NR_024778.1 


Pseudomonas libanensis 

monas libanensis 
Pseudomonas. 
Microtetraspora 

9 Microtetraspora 

sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
571186 Bacteria_16S 
terrae strain IFO 


2760752 2760675 8 


Actinokineospora. 


571186 Bacteria_16S 2780439 2780362 8 


strain AP3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 


571186 Bacteria_16S 2819534 2819457 8 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
571186 Bacteria_16S 


Planomonospora. 
2821027 2820950 8 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
571186 Bacteria_16S 
parontospora subsp. 


2822521 2822444 8 


Actinomycetales; 
571186 Bacteria_16S 
fermentans strain 
Bacteria; Firmicutes; 
571186 Bacteria_16S 

strain ATCC 13522 
Bacteria; 
571186 Bacteria_16S 


Streptosporangineae; 
2842293 2842224 16 


Clostridia; 
2854653 2854576 8 


2887136 2887067 15 


nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 
Clostridia; 


nitritogenes Bacteria; 
571186 Bacteria_16S 


Firmicutes; 
2888661 2888592 15 


strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


Firmicutes; 
571186 Bacteria_16S 


Clostridia; Clostridiales; 
2890185 2890116 15 


strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 28904 


Firmicutes; 
571186 Bacteria_16S 


Clostridia; Clostridiales; 
2906881 2906804 8 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


571186 Bacteria_16S 2920749 2920672 8 


plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 


15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actino 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangiaceae; 


R-9 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Eubacteriaceae; Eubacterium. 
85 gi|219856852|ref|NR_024671.1 
2905666 2907143 Willia 
Williamsiac 
85 gi|219856843|ref|NR_024662.1 


Streptosporangineae; 


85 gi| 219857146 |ref|NR_024774.1 


85 gi|219857130|ref|NR_024758.1 


85 219856911|ref|NR_024732.1 
sequence 2818334 281977 


Actinomycetales; Strept 


gi 


85 219856910|ref 


gi NR_024731.1 


Streptosporangineae; Streptosp 


85 219856909 | ref 


gi NR_024730.1 
partial sequen 
antibiotica Bacteria; Actinobacteria; 
Planomonospora. 
219856896] ref |NR_024715.1 
2841063 2842500 Halana 
Halanaerobiaceae; Halanaerobiu 
gi|219856888|ref|NR_024707.1 


2853433 2854934 Pseudo: 


85 gi 


85 


84 219856865 |ref|NR_024684.1 
2885932 288740 
Clostridiales; Eubacteriaceae; Eub 


gi|219856864|ref|NR_024683.1 


gi 


84 


Eubacterium. 


84 gi| 219856863 |ref|NR_024682.1 


2919511 292100 


Streptosporangiaceae; 


Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Thiothrix eikelboomii 


2779259 2780679 Thiothrix eikelboomii Bacteria; 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


70 Planobispora rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Halanaerobium 
erobium fermentans 
m. 
Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Pseudomonas 

8 Pseudomonas 


plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


571186 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
571186 Bacteria_16S 


strain IFO 16068 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
571186 Bacteria_16S 2973594 2973517 8 85 gi| 219846941 |ref|NR_026533.1 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 297388 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 

571186 Bacteria_16S 2975156 2975079 8 85 gi|219846940|ref|NR_026532.1 
strain PCl 16S ribosomal RNA, partial sequence 2973936 29754 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
571186 Bacteria_16S 3023738 3023661 8 85 gi|219846908|ref|NR_026500.1 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 302398 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; C 
Gordoniaceae; Gordonia. 

571186 Bacteria_16S 3150393 3150316 8 85 gi|219846822|ref|NR_026414.1 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 315062 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatia 
571186 Bacteria_16S 3173274 3173197 8 85 gi|219846806|ref|NR_026398.1 


strain CE2203 16S 
Proteobacteria; 


strain DSM 11363 
Proteobacteria; 


strain WV6 16S ri 
Firmicutes; Clost 


571186 Bacteria_16S 


strain DSM 43678 


strain DSM 43311 


Microtetraspora. 


571186 Bacteria_1 


strain DSM 43764 


Actinomadura. 


571186 Bacteria_1 


strain DSM 43067 


Actinomadura. 


571186 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


571186 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


571186 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
571186 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


571186 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


571186 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


571186 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


571186 Bacteria_16S 


G 
571186 Bacteria_16S 


G 
571186 Bacteria_16S 


2935749 2935672 8 85 gi 
ar 
ba 
2955373 2955296 8 


85 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3177869 3177792 8 85 gi 


ma 


ammaproteobacteria; Pseudomonadales; Pse 
3249174 3249105 15 84 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
3250572 3250495 8 


Clostridiaceae; Cl 


85 gi 


Stre 
gi 


pt 


6S 3252072 3251995 8 85 


Strept 


6S 3253570 3253493 8 85 gi 


Strept 


6S 3255067 3254990 8 85 gi 


Strept 
3369196 3369119 8 85 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3370694 3370617 8 85 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3372191 3372114 8 85 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


se 
Ac 


ue 
in 


nc 
al 


3408638 3408561 8 85 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


eq 


’ 


3649447 3649370 8 85 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3711635 3711566 15 84 gi 
I 16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 

3720605 3720536 15 84 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 


ne 
oc 


cl 


enh 


219856833 
tial seq 


cteria; 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


3172065 31735 


tiaceae; 


219846803 
16S ribosomal RNA, partial sequence 3176631 31781 
udomonad 
219846755 
3247999 32493 
ostridiu 
219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
571186 Bacteria_1 


osporang 


219846753 
16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


osporang 


219846752 
16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


osporang 


219846751 
16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846671 


quence 
tinomyce 


219846670 


nce 
omycetal 


219846669 


33709 
Stre 


e 
es; 


219846640 


uence 
Syntroph 


219846472 


e 36482 


37104 
ostridiu 


219846422 
3719395 37209 


ostridiu 


3725204 3725127 8 85 gi 


219846418 


verrucosospora strain A-184 16S ribosomal RNA, partial sequence 


verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporace 


ae; Actinomadura. 


osporang 


cales; Methy 
219846429 


ref 
uenc 
Ocea 

ref 


NR_024652.1 
e 293453 
nospirillale 
NR_024639.1 


Thi 
ref 


orhodococcus 
NR_026395.1 


acea 
ref 


e; Pseudomon 
NR_026347.1 


m. 

ref|NR_026346.1 

inea 
ref 


e; Streptosp 
NR_026345.1 
ineae; Streptosp 
ref |NR_026344.1 
26 Actinomadura 
ineae; Thermomon 
ref |NR_026343.1 
21 Actinomadura 
ineae; Thermomon 
ref|NR_026263.1 

3368004 336944 
tales; Streptosp 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


NR_026232.1 
3407396 340888 
obacterales; Syn 


ref|NR_026064.1 
06 3649696 Methyl 
lococcaceae; 
ref|NR_026020.1 
25 3711931 Clostr 
m. 

ref|NR_026013.1 


mM. 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Pseudomonas 

5 Pseudomonas 

udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 

Gordonia 
4 Gordonia 
orynebacterineae; 


Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Methylocaldum 

ocaldum szegediense 
Methylocaldum. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


ref|NR_026009.1 
3724040 372545 
Strep 


Actinomadura 
0 Actinomadura 
tosporangineae; 


NNNNNNNNNNNNNNNNNNNNGCTTAACACATGCARGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCCTTTACTACGGAAT 
AACGCATGGAAACGTGTGCTAATACCGTATGTGCCCTTCGGGGGAAAGATTTATCGGTAAGGGATCGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCT 
ACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAA 
TGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGACATTTAAGTCAGGGGTGAAA 
TCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGGGTGTCTGGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGG 
AACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGAATGTTAGCCGTCGGGCAGTTTACTGTTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGCCCGGCTACTTGCAGAGATGCAAGGTTCCTTC 
GGGGACCGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTC 
AGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATG 
GTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGNAGTGCGCTAACCGCA 
AGGAGGCAGCTAACCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGAGTTTGATTATGGCTCAGATTGAACGCTGGCGGCAT 
GCCTTACACATGCAAGTCGAACGGCAGCATAGGAGCTTGCTCCTGATGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTGCCCTAGAGTGGGGGATAACT 
AGTCGAAAGATTAGCTAATACCGCATACGATCTACGGATGAAAGTGGGGGATCGCAAGACCTCATGCTCCTGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGG 
GTAAAAGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTTTTGGCTAATAT 
CCAGAACTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGCAGGCGGTTGTGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGTGACTGCACGGCTAGAGTGTGTCAGAGGGGGGTAGAATTC 
CACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAG 
TACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGAC 
ATGGTCGGAATCCTGAAGAGATTTGGGAGTGCTCGAAAGAGAACCGGCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAGTGTATCGTAGTCCGGATTGGAGTC 
TGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAG 
CGGGTTTTACCAGAAGTGGGTAGCCTAACCGCAAGGAGGGCGCTCACCACGGTAGGATTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGC 
GGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATG 
ATGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTTCGGGATAAGCGCTGGAAACGGCGTCTAATACCGGATA 
CGACCTACCTCCGCATGGTGTGTGGGTGGAAAGCTTGATGCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGAAGGCCTACCAAGGCGACGAC 
GGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGACACGGCCCAGACTCTTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTG 
ATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAACAAGCCTTCGGGTGAGGGTACCTGCAGAAGAAGCGCCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCTGCTGTGAAAACCCGGG 
GCTCAACCCCGGGCCTGCAGTGGGTACGGGCAGGCTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCG 
ATGGCGAAGGCAGGTCTCTGGGCCGTTACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCAC 
TAGGTGTGGGGTCTGTTTCCACGGAGTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATAACCTGGAAGCATTCAGAGATGGGTGTGCCTTTACG 
GGCCGGGTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCACGTAGT 
GGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGC 
CGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCAGGGTCTGCAACTCGACCCTGTGAAGTCGGAGTCGCTAGT 
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCTCATGGCCCAACCGGT 
TCTTCCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNAATGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTYTAGTGGCGCACGGGTGCGTAACGCGTGGGAAT 
CTGCCCTTGGGTTCGGAATAACAGTGAGAAATTACTGCTAATACCGAATGATGACGTAAGTCCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGCTA 
GTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAG 
TACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCT 
TTGTAAGTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTAGTGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTT 
AAAACTCAAATGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGTCCGGACGATTT 
CCAGAGATGGATCTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGCCTTTAGTTACCATCATTTAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCT 
GGGCTACACACGTGCTACAATGGCGACTACAGTGGGCAGCAATCCCGCGAGGGTGAGCTAATCTCCAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACTCGAG 
TGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTCACC 
CGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGTTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTAGCTTGCTG 
GGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGAGCCATCTTTG 
GTGTGATGGTTGGAAAGTTTTTTCGGTGTAGGATGAGCCTGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGA 
GGGTGTACGGCCACATTGGGACTGAGATACGNCCCAGANTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGT 
GGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCCAGGGACGAAGCGTTTTGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATCCCGGGGCTTAACTTCGGGCGTGC 
AGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCT 
CTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGTCCCTTC 
CACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTACCAGATCGCCATAGAGATATGGTTTCCCTTGTGGCTGGTTCACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCACGTAGTGGTGGGGACTCATGAGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGCAGCGAGA 
CTGTGAGGTTAAGCGAATCGCTGAAAGCCGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGCGATTTGAAAAGCTTGCTTTTGATGAGCCTAGTGGCAA 
ACGGGTGAGTAACGCGTAGGCAACCTGCCCTCAGGATGGGGACAACGGCCCGAAAGGACCGCTAATACCGAATGACGTATCGGGATCGCATGATCCTGATACCAA 


571186 Bacteria_ 


strain FD 25934 
Actinobacteria; 
Actinomadura. 


571186 Bacteria_ 


luteofluorescens 
luteofluorescens 
Thermomonosporac 


571186 Bacteria_ 
libanotica strain 


libanotica Bacte 
Thermomonosporac 


571186 Bacteria_ 


strain IFO 14679 
Actinobacteria; 
Actinomadura. 


571186 Bacteria_ 


atramentaria str 
atramentaria Bac 
Thermomonosporac 


571186 Bacteria_ 


strain IFO 14097 
Actinobacteria; 


571186 Bacteria_ 


strain IFO 14525 
Actinobacteria; 


571186 Bacteria_ 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 37400 


Actinobacteria; 


571186 Bacteria_ 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Microtetraspora. 


571186 Bacteria_ 


strain T/457 16S 
Actinobacteria; 
Microtetraspora. 


571186 Bacteria_ 


strain IFO 14094 
Actinobacteria; 


571186 Bacteria_ 


strain 104 16S 
Actinobacteria; 


571186 Bacteria_ 


strain IFO 13155 
Actinobacteria; 


571186 Bacteria_ 


strain IFO 14745 
Actinobacteria; 


571186 Bacteria_ 


strain B62 16S r 
Proteobacteria; 


571186 Bacteria_ 


hominis strain 6 
Bacteria; Proteo 


571186 Bacteria_ 


lacurosei strain 
Bacteria; Firmic 


571186 Bacteria_ 


thermocopriae st 


thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacte 
Thermoanaerobacter. 

571186 Bacteria_16S 3901992 3901915 8 85 gi|219846294 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Herbidospora. 

571186 Bacteria_16S 3945607 3945538 16 85 gi| 219846262 
strain PW2 16S ribosomal RNA, partial sequence 3944448 39458 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
571186 Bacteria_16S 3949989 3949920 16 85 gi| 219846259 


strain 101 16S r 


16S 
1 
Actinobacteridae; Actinomycetales; 


3728117 3728040 8 85 


16S 3729572 3729495 8 85 


Actinomadura. 
3731029 3730952 8 


eae; 
16S 85 
r 
eae; 
16S 


Actinocorallia. 


3732485 3732408 8 85 


Actinobacteridae; Actinomycetales; 


16S 3733947 3733870 8 85 


a 


Actinomadura. 
3736871 3736794 8 


eae; 
16S 85 
Actinobacteridae; Actinomycetales; 
16S 3738332 3738255 8 85 


Actinobacteridae; Actinomycetales; 
16S 3739797 3739720 8 85 


Actinobacteridae; Actinomycetales; 
16S 3741261 3741184 8 85 


16S 3742724 3742647 8 85 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 3744188 3744111 8 85 
Actinobacteridae; Actinomycetales; 
16S 3745654 3745577 8 85 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 3747112 3747035 8 85 


Actinobacteridae; Actinomycetales; 
16S 3748575 3748498 8 85 


Actinobacteridae; Actinomycetales; 
16S 3810419 3810338 5 85 

ibosomal RNA, complete sequence 
16S 
5 
b 
16S 3842384 3842315 16 
H200 16S ribosomal RNA, 
utes; Clostridia; Halanaerobiales; 
16S 3882000 3881923 8 85 

r 


3828894 3828817 8 85 


85 


ibosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 3726957 372 


strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 3731323 373 


in SF2197 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 3735706 37371 


16S ribosomal RNA, partial sequence 3737165 37385 


16S ribosomal RNA, partial sequence 3743020 37444 


16S ribosomal RNA, partial sequence 3745947 37473 


16S ribosomal RNA, partial sequence 3747408 37488 


Gammaproteobacteria; Pseudomonadales; P 


73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardiobacteriales; 


complete sequenc 


ain JT-3 16S ribosomal RNA, partial sequ 


219846416 
83 
Streptosporang 


gi 


219846415 
1 sequence 
idae; Acti 


gi 


219846414 
sequence 
Actinomyce 


gi 


219846413 
27 
Streptosporang 


gi 


219846412 
equence 
Actinomy 


gi 


gi|219846410 
Streptosporang 
gi| 219846409 


Streptosporang 
gi| 219846408 


Streptosporang 
gi| 219846407 
37400 
ales; Stre 
gi| 219846406 
3741557 37429 
Streptosporang 
gi|219846405 
Streptosporang 
gi|219846404 
3744485 37458 
Streptosporang 
gi| 219846403 


Streptosporang 
gi| 219846402 


Streptosporang 
gi| 219846356 
3809177 38107 

seudomonad 

219846344 

38276 


gi 


219846334 
e 38411 
Halanaerobiace 
gi| 219846308 
ence 


gi 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomon 


ref|NR_026006.1 
3728410 372981 
nomycetales; Str 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


ref |NR_026004.1 
31 Actinomadura 
ineae; Thermomon 
ref|NR_026003.1 

3732782 373419 
cetales; Strepto 
ref|NR_026001.1 
ineae; Streptosp 
ref|NR_026000.1 


ineae; Streptosp 
ref|NR_025999.1 


ineae; Streptosp 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref |NR_025997.1 


ineae; Streptosp 


ref|NR_025996.1 
ineae; Streptosp 
ref|NR_025995.1 


ineae; Streptosp 
ref |NR_025994.1 


ineae; Streptosp 
ref |NR_025993.1 


ineae; Streptosp 
ref|NR_025947.1 


aceae; Pseudomon 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiw 
ref|NR_025898.1 

3880766 388228 
rales; Thermoana 


ref |NR_025884.1 
68 Herbidospora 
ineae; Streptosp 


ref|NR_025852.1 


raceae; Acidocel 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 

Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 

Halanaerobium 
erobium lacurosei 
m. 

Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 


ref |NR_025849.1 


Acidocella aminolytica 


3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 


571186 Bacteria_16S 4056159 4056082 8 85 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

571186 Bacteria_16S 4211353 4211276 8 85 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

571186 Bacteria_16S 4219000 4218923 8 85 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

571186 Bacteria_16S 33120 33040 5 85 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

571186 Bacteria_16S 66370 66290 5 85 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

571186 Bacteria_16S 78322 78254 16 84 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

571186 Bacteria_16S 79742 79662 5 85 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

571186 Bacteria_16S 119511 119431 5 85 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

571186 Bacteria_16S 121012 120932 5 85 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
571186 Bacteria_16S 124100 124020 5 85 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
571186 Bacteria_16S 137717 137637 5 85 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
571186 Bacteria_16S 139276 139196 5 85 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
571186 Bacteria_16S 140805 140725 5 85 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
571186 Bacteria_16S 159071 158991 5 85 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

571186 Bacteria_16S 188001 187933 16 84 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 220432 220352 5 85 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

571186 Bacteria_16S 258466 258386 5 85 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
571186 Bacteria_16S 329706 329628 7 85 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

571186 Bacteria_16S 332908 332828 5 85 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

571186 Bacteria_16S 349619 349539 5 85 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
571186 Bacteria_16S 370396 370316 5 85 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 


anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


571186 Bacteria_16S 
XILO1 16S ribosomal RNA, 
Actinobacteridae; 
571186 Bacteria_16S 
xylanilytica strain XIL11 16S ribosomal RNA, 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; 
Cellulomonadaceae; 
571186 Bacteria_16S 
asymbiotica subsp. 


subsp. 


571186 Bacteria_16S 462596 462516 5 85 gi| 265678743 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
571186 Bacteria_16S 467131 467051 5 85 gi| 265678740 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothi 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
571186 Bacteria_16S 511644 511564 5 85 gi| 265678711 
strain Tf 16S ribosomal RNA, partial sequence 510382 51190 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

571186 Bacteria_16S 517656 517576 5 85 gi| 265678707 


luminescens subsp. thracensis strain 39-8 16S ribosomal 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; 
571186 Bacteria_16S 
luminescens subsp 
luminescens subsp 
Enterobacteriaceae; 
571186 Bacteria_16S 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 
contaminans Bacteria; 
571186 Bacteria_16S 

prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 
prausnitzii Bacteria; 
571186 Bacteria_16S 

psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 
psychrophilum Bacteria; 
571186 Bacteria_16S 
strain HKI 0120 16S ribosomal RNA, partial sequence 634 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 
strain HKI 0119 16S ribosomal RNA, partial sequence 636 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocur 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
571186 Bacteria_16S 675523 675443 5 85 gi| 265678599 
strain W16 16S ribosomal RNA, partial sequence 674316 67581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
571186 Bacteria_16S 693779 693695 1 85 gi| 265678587 
strain IS1B 16S ribosomal RNA, partial sequence 692571 69404 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 
571186 Bacteria_16S 708417 708337 5 85 gi| 265678577 


strain 216 16S ribosomal RNA, partial sequence 


Luteococcus. 


571186 Bacteria_16S 
strain XINach 16S 
Proteobacteria; 
571186 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 
Enterobacteriales; 
571186 Bacteria_16S 
luminescens subsp. 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
722327 722247 5 85 gi| 265678567 
ribosomal RNA, partial sequence 721087 72261 


377925 377845 5 
complete sequence 


85 gi 


397803 397723 5 85 gi 


Cellulomonas. 


400924 400844 5 85 gi 


Photorhabdus. 
85 


Enterobacteriaceae; 


402466 402386 5 gi 


Agromyces. 


436567 436487 5 85 gi 


Kitasatospora. 


Photorhabdus. 
85 


Enterobacteriaceae; 


519221 519141 5 gi 


Photorhabdus. 


526859 526779 5 85 gi 


Firmicutes; Bacillales; 


595139 595067 15 87 gi 


Firmicutes; Clostridia; 


610240 610160 5 85 gi 


Firmicutes; Bacillales; 


636137 636057 5 85 gi 


637668 637588 5 85 gi 


648537 648457 5 85 gi 


Gammaproteobacteria; Enterobacteriales; 
723913 723833 5 85 gi 
laumondii strain TTO1 16S ribosomal 


Photorhabdus. 
85 


Enterobacteriaceae; 
725496 725416 5 


gi 


complete sequence 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriales; 
571186 Bacteria_16S 
nitratus strain IMET 11532, 


sequence 


- kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


Bacillaceae; Anoxyb 


Clostridiales; 


Planococcaceae; P 


ococcineae 


ococcineae 


707255 70861 


RNA, parti 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


265678565 
akhurstii strain FRG04 16S ribosomal RNA, partial sequence 


265678803 


376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Microbacteriac 


ref|NR_029108.1| Agromyces ulmi strain 


ulmi Bacteria; Actinobacteria; 


eae; Agromyces. 
265678790 |ref|NR_029095.1] Cellulomonas 
396579 398094 Cellulomonas 
Actinomycetales; Micrococcineae; 
265678788 | ref |NR_029093.1| Photorhabdus 


265678787 


16S ribosomal RNA, partial sequence 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacterida 
Microbacteriaceae; 
571186 Bacteria_16S 
putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


265678764 


RNA, comp 


265678706 


265678701 


265678656 
Rumi 
265678645 
265678627 
924 63640 


265678626 
453 63793 


265678619 


rtial sequence 399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029092.1| Agromyces cerinus 
401266 402730 Agromyces 


e; Actinomycetales; Micrococcineae; 


ref|NR_029069.1| Kitasatospora 
435340 436871 Kitasatospora 
Streptomycineae; 


ref|NR_029048.1| Kribbella antibiotica 
4 Kribbella antibiotica Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_029045.1| Rothia amarae strain 
a amarae Bacteria; Actinobacteria; 

; Rothia. 


ref|NR_029016.1| Geobacillus debilis 
6 Geobacillus debilis Bacteria; 
ref|NR_029012.1] Photorhabdus 

lete sequence 516416 517931 


Photorhabdus 
519496 Photorhabdus 


ref|NR_029011.1 
sequence 517982 


cteria; Enterobacteriales; 

ref|NR_029006.1| Anoxybacillus 
525601 527141 Anoxybacillus 

acillus. 

ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 

nococcaceae; Faecalibacterium. 

ref|NR_028950.1| Planomicrobium 
609006 610485 Planomicrobium 

lanomicrobium. 

ref|NR_028932.1| Knoellia subterranea 


2 Knoellia subterranea Bacteria; 

; Intrasporangiaceae; Knoellia. 
ref|NR_028931.1| Knoellia sinensis 

1 Knoellia sinensis Bacteria; 

; Intrasporangiaceae; Knoellia. 
ref|NR_028924.1| Kocuria polaris strain 
ia polaris Bacteria; Actinobacteria; 

; Kocuria. 
ref|NR_028904.1| Dermatophilus chelonae 
0 Dermatophilus chelonae Bacteria; 

; Dermatophilaceae; Dermatophilus. 
ref|NR_028892.1| Isosphaera pallida 

0 Isosphaera pallida Bacteria; 

ceae; Isosphaera. 


Enterobac 
265678566 


ref|NR_028882.1| Luteococcus peritonei 
7 Luteococcus peritonei Bacteria; 
ineae; Propionibacteriaceae; 


ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 
ref|NR_028870.1] Photorhabdus 

al sequence 722663 724202 


Photorhabdus 
724253 725774 


ref|NR_028869.1 


Photorhabdus luminescens subsp. 


Enterobacteriales; 
571186 Bacteria_16S 
VKM Ac-1800 16S r 


571186 Bacteria_16S 
strain Uedal07 16 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
571186 Bacteria_16S 840702 840622 5 85 gi| 265678486 |ref|NR_028789.1 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis 
Bacillales; Bacillaceae; Geobacillus. 

571186 Bacteria_16S 854074 854006 16 84 gi| 265678477 |ref|NR_028780.1 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial se 


Enterobacteriaceae; 


756488 756408 5 


771719 771639 5 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


85 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


85 


S ribosomal RNA, partial sequence 


gi 


gi 


265678542 
755262 75674 


quence 


ref |NR_028846.1 
Microbacteriac 


ref |NR_028836.1 


852834 854357 


Agromyces albus strain 


7 Agromyces albus Bacteria; 
ococcineae; 
265678532 
770475 77198 


eae; Agromyces. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Geobacillus uzenensis 
Bacteria; Firmicutes; 


Desulforegula 
Desulforegula 


conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 

571186 Bacteria_16S 884420 884340 5 85 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

571186 Bacteria_16S 885933 885853 5 85 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 

571186 Bacteria_16S 887469 887389 5 85 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

571186 Bacteria_16S 912029 911949 5 85 gi|265678437|ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

571186 Bacteria_16S 922933 922865 16 84 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

571186 Bacteria_16S 924504 924436 16 84 gi| 265678429 |ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
571186 Bacteria_16S 944518 944438 5 85 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

571186 Bacteria_16S 947645 947565 5 85 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

571186 Bacteria_16S 958511 958431 5 85 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

571186 Bacteria_16S 969201 969121 5 85 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

571186 Bacteria_16S 973880 973804 8 84 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

571186 Bacteria_16S 1081712 1081632 5 85 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
strain NAF0O01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571186 Bacteria_16S 1089348 1089269 5 85 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

571186 Bacteria_16S 1102814 11027345 85 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 


Actinobacteria; Actinoba 


571186 Bacteria_16S 
sanguinis strain CF63 
Bacteria; Actinob 
Brevibacterium. 
571186 Bacteria_16S 


shabanensis strain E1L3A 16S ribosomal RNA, 


shabanensis Bacte 
Salinisphaera. 
571186 Bacteria_16S 


ria; 


multipartita DSM 44233 16S ribosomal RNA, partial sequence 


acteria; 


1133182 11331025 
16 


1140786 1140706 5 


Proteobacteria; 


1161934 11618545 


85 


85 


85 


cteridae; Actinomycetales; Micr 


gi 


S ribosomal RNA, partial sequen 
Actinobacteridae; Actinomycet 


gi 


complete se 
Gammaproteobacter 


ce 


ia; 


gi 


ococcineae; 
253680768 


ales; 
253680763 


quence 


228721225 


Microbacteriac 
ref|NR_028016.1 
1131955 1133449 Brevib 
Micrococcineae; Brev 


ref |NR_028011.1 
1139586 114102 


Salinisphaerales; Sali 


eae; Agromyces. 
Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


ref|NR_027604.1 
1160739 1162206 Nakamu 


Nakamurella 
rella multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 


Nakamurella. 


571186 Bacteria_16S 1186127 11860475 85 gi|228716090|ref|NR_027546.1 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
571186 Bacteria_16S 1187638 11875585 85 gi|228716058|ref|NR_027545.1 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
571186 Bacteria_16S 1189149 1189069 5 85 gi|228716012|ref|NR_027544.1 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922°11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
571186 Bacteria_16S 1190660 1190580 5 85 gi| 228715942 |ref|NR_027543.1 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
571186 Bacteria_16S 1210449 1210369 5 85 gi|228715350|ref|NR_027522.1 


DSM 
Bacteria; 


14365 16S rib 
Proteob 
571186 Bacteria_16S 
strain Althfl 16S 
Proteobacteria; 
571186 Bacteria_16S 


strain CCUG 33897 


Bacteria; Actinob 


Luteococcus. 


571186 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 
571186 Bacteria_16S 
strain LM 161 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
571186 Bacteria_16S 
10542 16S rib 
Bacteria; Actinob 


DSM 


Sanguibacter. 


571186 Bacteria_16S 


cynodontis JCM 97 


cynodontis Bacter 
Microbacteriaceae 
571186 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; 


strain SK-1T 16S 


Proteobacteria; 
571186 Bacteria_16S 
strain SW32 16S r 
Proteobacteria; 
571186 Bacteria_16S 


caeruleus subsp. 


Actinomycetales; 


Bacteria; 


kestanbolensis Ba 


571186 Bacteria_16S 


strain LB37 16S r 


Fusobacteria; 


571186 Bacteria_16S 


Fus 


G 


D 
571186 Bacteria_16S 
ferrooxidans stra 
Bacteria; Nitrosp 
571186 Bacteria_16S 


G 


G 


osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1213422 12133425 85 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1219328 12192485 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1234545 12344655 85 gi 
rain DSM 13468 16S ribosomal RNA, part 


; Microbacterium. 


1300583 1300503 5 85 
ribosomal RNA, complete sequence 


gi 


1349668 1349588 5 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


85 gi 


1402315 14022355 85 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
; Leifsonia. 

1405264 14051845 85 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1432756 1432680 8 84 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1459991 14599115 85 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1484383 1484303 5 85 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1494956 1494876 5 85 gi 


gi 


1555358 1555278 5 85 gi 
AB04 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1558258 1558178 5 85 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1559752 15596725 85 gi 
HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
1562775 1562695 5 


’ 


’ 


85 gi 


Bacill 
gi 


cteria; Firmicutes; Bacillales; 
1567162 1567083 5 84 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 


1626578 1626498 5 85 


Leptot 
gi 


1209193 12106 


1212209 12136 


cteria; Actinobacteria; Actinobacterid 


1299363 13008 


1348448 13499 


1404010 14055 


1458766 14602 


1483159 14846 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporineae; Micromonosporaceae; 
571186 Bacteria_16S 
ayderensis strain 
Firmicu 
571186 Bacteria_16S 
terrestris strain 
terrestris Bacter 
Streptomycetaceae 
571186 Bacteria_16S 
gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 
571186 Bacteria_16S 


kestanbolensis strain K4 16S ribosomal RNA, partial seque 


1565947 15674 


ales; Nann 
224581437 


Halomonad 
219878368 
12181 
ales; Prop 
219878266 
ial sequen 
ae 


, 


219846779 


ionibacter 
228720600 
ales; Micr 
228715351 


14011 
Actinomyce 


219857153 
ocystineae; 
224581434 
ence 14315 
eptospiril 
224581413 


Enterobac 
219857506 


Halomonad 
219846703 
RNA, pa 


; Couchiop 
219857209 
nce 15541 
illus. 

219846193 
equence 
Actinomyce 


219846192 
equence 
Actinomyce 


219846143 
nce 

aceae; Ano 
219846058 


richia. 
219878459 


bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 


ref 


acea 


ref 


99 1219566 Luteoc 
ioni 


ref 


ce 1233340 12348 
Actinomyce 


ref 


ref 


42 Sanguibacter 
ococ 


ref 


11 1402554 Leifs 
tale 


ref 


Ha 
ref 


17 1433000 Lepto 
lum. 


ref 


ref 


ref 


rtia 


lane 


ref 


24 1555535 Anoxyb 


ref 


1557082 15585 
tale 


ref 


1558576 15600 
tale 


ref 


1561538 15629 
xyba 


ref 


31 Leptotrichia 


tineae; Hali 
NR_027219.1 


e; 
NR_025507.1 


bacterineae; 


NR_025405.1 
at 
° 


tales; Micr 


NR_026371.1 


e; Nocardioi 
NR_027595.1 
cineae; Sang 
NR_027523.1 
° 
c 


s; Micrococ 


NR_024781.1 


liangiaceae; 
NR_027216.1 


s 
NR_027194.1 


aceae; Xenor 
NR_025094.1 


e; Kushneria 
NR_026295.1 
1 sequence 


Ss. 
NR_024837.1 


NR_025783.1 
2 


s; Streptomy 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
ocys 


angiaceae; Haliangium. 
Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonas. 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Microbacterium 
7 Microbacterium 


coccineae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 
inea 


daceae; Kribbella. 
Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 
Leifsonia xyli subsp. 
nia xyli subsp. 


ineae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Leptospirillum 
pirillum ferrooxidans 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 
teri 


habdus. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
acea 


Couchioplanes 
1493762 1495216 


Anoxybacillus 
acillus ayderensis 


Kitasatospora 
5 Kitasatospora 
cineae; 


NR_025782.1 
0 
s; Streptomy 
NR_025733.1 
1 
cillus. 
NR_025648.1 


ref 


Kitasatospora 
4 Kitasatospora 
cineae; 


Anoxybacillus 
3 Anoxybacillus 


Leptotrichia shahii 


shahii Bacteria; 


NR_025598.1 


Arsenicicoccus 


1625384 1626850 Arsenicicoccus 


bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiacea 


571186 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


571186 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


571186 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


571186 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


571186 Bacteria_16S 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


571186 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


571186 Bacteria_16S 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


571186 Bacteria_16S 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


571186 Bacteria_16S 


strain DSM 46000 
Actinobacteria; A 


571186 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


571186 Bacteria_16S 


flaccumfaciens pv 


Actinomycetales; 


Curtobacterium flaccumfaciens pv. 
Micrococcineae; Microbacteriaceae; 


e; Arsenicicoccus. 

1635784 16357045 85 gi 
n Sl 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1684483 1684415 16 84 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1690529 1690449 5 85 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1692068 1691988 5 85 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1698284 1698204 5 85 gi 
n CF36 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


1787856 1787776 5 85 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1789241 17891615 85 gi 
n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


1806124 18060445 85 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1807662 1807582 5 


v 
85 gi 
ctinobacteridae; Actinomycetales; Micr 
1809217 18091375 85 gi 
n CMS 260r 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Planococc 
1812244 18121645 85 gi 
flaccumfaciens strain LMG 3645 16S r 


Cur 


571186 Bacteria_16S 


herbarum strain P 
herbarum Bacteria 
Curtobacterium. 


571186 Bacteria_16S 


strain P 229/10 1 
Actinobacteria; A 


571186 Bacteria_16S 


strain 3S-1 16S r 


1821453 18213735 85 gi 
420/07 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


v 


1822979 1822899 5 85 gi 
ctinobacteridae; Actinomycetales; Micr 
1871692 1871612 5 85 gi 


ibosomal RNA, partial sequence 


219878453 
ce 
coccus. 

219878419 
rt 
tridiales; 
219878414 
nce 
coccus. 

219878413 
L 
ria; 
219878409 
ence 16970 
ales; 


219878344 
equence 
ia; 


, 


219878343 
uence 


219878332 
al 
e; 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
occineae 


oc 
219878330 
sequence 
aceae; 
219878328 


219878322 
uence 


219878321 


6S ribosomal RNA, partial sequence 1821775 18232 
occineae 


oc 
219878287 


1870444 18719 


16345 


ial sequ 


16892 


sequence 
Pseud 


Micr 


Chroma 


Actinomyc 


sequenc 
Actinomycet 


Pla 
ibosomal R 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
tobacteriu 


tinomyceta 


ref|NR_025592.1 
30 1635961 Planoc 


Planococcus 
occus maitriensis 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Planococcus 
occus rifietoensis 


ref 
ence 


NR_025558.1 

168328 
Clostridiaceae; 
ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


ref|NR_025548.1 
56 1698545 Microb 
ococcineae; Micr 


ref |NR_025483.1 
1786631 178798 
tiales; Ectothio 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


ref |NR_025482.1 
1788037 178951 
etales; Frankine 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


ref|NR_025471.1 
e 1804913 180639 
ales; Microc 


Oerskovia 
8 Oerskovia 
occineae; 


ref|NR_025470.1| Oerskovia jenensis 
32 Oerskovia jenensis Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_025469.1] Planococcus 
1807983 1809461 Planococcus 
nococcus. 
ref|NR_025467.1 
NA, partial sequ 


Curtobacterium 
ence 1811040 1812516 


m. 
ref|NR_025461.1 
1820242 182172 
les; Micrococcin 


Curtobacterium 
4 Curtobacterium 
eae; Microbacteriaceae; 


ref|NR_025460.1| Agreia pratensis 

50 Agreia pratensis Bacteria; 

; Microbacteriaceae; Agreia. 
ref|NR_025426.1| Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

571186 Bacteria_16S 1896390 1896322 16 84 gi|219878267|ref|NR_025406.1| Desulfococcus biacutus 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfococcus. 

571186 Bacteria_16S 1949278 1949198 5 85 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

571186 Bacteria_16S 1998244 19981645 85 gi| 219878197 |ref|NR_025336.1| Proteus vulgaris 
strain DSM 30118 16S ribosomal RNA, partial sequence 1997016 1998510 Proteus vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Proteus. 

571186 Bacteria_16S 2012119 2012051 17 85 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

571186 Bacteria_16S 2035962 2035882 5 85 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

571186 Bacteria_16S 2049987 2049911 10 86 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

571186 Bacteria_16S 2077461 2077381 5 85 gi|219878138|ref|NR_025277.1| Propionibacterium 


propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 


2076251 2077756 Propionibacterium 


propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 


571186 Bacteria_16S 
avidum strain DSM 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Propionibacterium. 
571186 Bacteria_16S 
strain SW-72 16S 
Bacillales; 
571186 Bacteria_16S 

aquiterrae strain 
Bacteria; Actinobacteria; 


Firmicutes; 


Nocardioides. 


571186 Bacteria_16S 
sibiricum strain 


Bacteria; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Bacteria; 


Yersinia. 


571186 Bacteria_16S 
strain SK-1 16S ribosomal RNA, partial sequence 
Bacillales; 
571186 Bacteria_16S 
subterraneus strain 34 16S ribosomal RNA, partial seque 
Firmicutes; 
571186 Bacteria_16S 
strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
571186 Bacteria_16S 
strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
571186 Bacteria_16S 
strain YKJ-16 16S 
Proteobacteria; 
571186 Bacteria_16S 
Sapomandens strain DSM 3223 16S ribosomal RNA, partial 
sapomandens Bacteria; 
571186 Bacteria_16S 
koreense strain JGO7 16S ribosomal RNA, partial sequenc 
Firmicutes; 
571186 Bacteria_16S 
strain Z 16S ribo 


Firmicutes; 


Bacteria; 


Bacteria; 


Clostridia; 


571186 Bacteria_16S 


Firmicutes; 
571186 Bacteria_16S 
strain TF-9 16S ribosomal RNA, partial sequence 
Bacillales; 
571186 Bacteria_16S 
strain TF-12 16S 
Bacillales; 
571186 Bacteria_16S 
strain TF-11 16S 
Bacillales; 
571186 Bacteria_16S 
strain ATCC 19422 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis complex. 
571186 Bacteria_16S 
strain YIM 21741 


Proteobacteria; Gammaproteobacteria; Enteroba 
571186 Bacteria_16S 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; 


2082131 2082051 5 85 gi 
4901 16S ribosomal RNA, partial seque 


2095832 2095752 5 85 
ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
2100347 2100267 5 85 gi 
GW-9 16S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


gi 


2105028 2104948 5 
Z-7981 


85 gi 
16S ribosomal RNA, partial sequ 
Clostridia; Clostridiales; Clostr 
2115577 2115497 5 85 gi 


Planococcaceae; Planococcus. 
2124680 2124600 5 85 
ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
2126236 2126156 5 85 
ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
2135255 2135175 5 85 gi 
16S ribosomal RNA, partial sequence 


gi 


gi 


2229097 22290175 85 gi 


2239761 2239681 5 85 gi 
Gammaproteobacteria; Enterobacteriales; 
2241272 22411925 85 gi 


Gammaproteobacteria; Enterobacteriales; 
2242783 2242703 5 85 gi 
16S ribosomal RNA, partial sequence 

2244294 22442145 


85 gi 


Proteobacteria; Gammaprote 


2267385 2267305 5 85 gi 
Bacillaceae; Geobacillus. 
2312839 2312759 5 85 gi 
Geobacil 
gi 


Bacillales; Bacillaceae; 
2361206 23611265 85 


Micr 


2362725 2362645 5 85 gi 
Micr 
2391567 2391487 5 85 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


2429626 2429547 8 87 gi 


Clostridi 
85 gi 


Firmicutes; Clostridia; 
2444825 2444745 5 


Bacillales; 
2515814 2515735 5 


Planococcaceae; 
84 gi 


Clostridiaceae; Caloramator. 


2114343 21158 


2123444 21249 


2125001 21265 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 
ATCC 43380 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
NCTC 5923 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
strain ATCC 33638 


2238534 22399 


2240045 22415 


2266147 22676 


2360002 23614 


2361525 23629 


2390343 23918 
Halomonadaceae; 
ref 


somal RNA, partial sequence 2514611 2516064 Calor 
Clostridiales; 


219878135 
nce 


219878125 


219878122 
nce 


219878117 


idiaceae; 


219857658 


219857652 


219857651 


219857645 


ales; 
219857580 


ococcineae; 
219857573 


219857572 


219857571 


cteriales; 
219857570 


obacteria; 


219857555 


219857521 
nce 
lus. 
219857487 


ococcineae; 
219857486 


ococcineae; 
219857466 


219857438 
sequence 
ales; 

219857423 


219857367 


2566998 2566922 10 86 gi 


219857290 


ref 
2080923 2082426 Propio 
ales; Propionibacterineae; 


ref 
2094597 2096103 Bacillus hwajinpoensis Bacteria; 


ref 
2099138 2100621 Nocard 
ales; Propionibacterineae; 


ref 
ence 2103827 2105235 Anoxyn 
Anoxynatronum. 
ref 
49 Planococcus maritimus Bacteria; 


ref 
50 Bacillus aquimaris Bacteria; 


ref 
06 Bacillus marisflavi Bacteria; 


ref 
2134040 2135523 Mycoba 
Corynebacterineae; M 


ref 
53 Agromyces aurantiacus Bacteria; 


ref 
94 Yersinia 
Enterobacteriaceae; 
ref 
05 Yersinia 
Enterobacteriaceae; 
ref 
2241556 2243016 Yersin 
Enterobacteriac 
ref 
partial sequence 224306 
Enterobacterial 


ref 
57 Geobacillus toebii Bacteria; 


ref 
2311580 2313074 Geobac 


ref 
74 Subtercola frigoramans Bacteria; 


ref 
91 Subtercola boreus Bacteria; 


ref 
35 Halomonas alimentaria Bacteria; 


Peptococcaceae; 
ref 
e 2443592 2445097 Planom 
Planomicrobium. 
ref 
amator coolhaasi 


ref 


NR_025274.1 


NR_025264.1 


NR_025261.1 


NR_025256.1 


NR_025247.1 


NR_025241.1 


NR_025240.1 


NR_025234.1 


NR_025168.1 


Microbacteriac 
NR_025161.1 


Yersi 
NR_025160.1 


Yersi 


NR_025159.1 


NR_025158.1 


NR_025143.1 


NR_025109.1 


NR_025075.1 


Microbacteriac 
NR_025074.1 


Microbacteriac 
NR_025054.1 


Halomonas 
NR_025026.1 
2428395 242981 
Desu 
NR_025011.1 


NR_024955.1 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 
Bacillus hwajinpoensis 
Nocardioides 
ioides aquiterrae 


Nocardioidaceae; 


Anoxynatronum 
atronum sibiricum 


Planococcus maritimus 


Bacillus aquimaris 


Bacillus marisflavi 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Agromyces aurantiacus 


eae; Agromyces. 
Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Geobacillus toebii 


Geobacillus 
illus subterraneus 


Subtercola frigoramans 


eae; Subtercola. 
Subtercola boreus 


eae; Subtercola. 
Halomonas alimentaria 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 

Planomicrobium 
icrobium koreense 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


NR_024921.1 


Anaeromusa 


acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 


571186 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 


mcmeekinii strain 
Bacteria; Firmicu 


571186 Bacteria_16S 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


571186 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


571186 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


571186 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


571186 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


571186 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


571186 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


571186 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; D 


571186 Bacteria_16S 


strain Al-3 16S r 
Actinobacteria; A 


571186 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


571186 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


571186 Bacteria_16S 


strain IFO 12513 
Actinobacteria; A 


571186 Bacteria_16S 


strain IFO 14915 
Actinobacteria; A 


571186 Bacteria_16S 


strain IFO 12512 
Actinobacteria; A 


571186 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


571186 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


571186 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


571186 Bacteria_16S 


strain IFO 16238 
Actinobacteria; A 


2577787 2577707 5 85 gi 


2579216 2579136 5 85 gi 


2622430 26223505 85 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2627017 2626937 5 85 gi 
in Benl06 16S ribosomal RNA, partial s 


Tessaracoccus. 

2634596 2634516 5 85 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2657391 26573115 85 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2660435 2660355 5 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


eae; 


2676903 2676835 16 84 
ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2697733 2697653 5 85 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2706925 2706845 5 85 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2714267 2714187 5 85 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
2748758 2748678 5 85 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2795406 2795326 5 85 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2796820 2796740 5 85 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 
2799863 2799783 5 


gi 


Enhy 
gi 


85 gi 
ctinobacteridae; Actinomycetales; Micr 
2802907 2802827 5 85 gi 


ctinobacteridae; Actinomycetales; Micr 
2804428 2804348 5 85 gi 


ctinobacteridae; Actinomycetales; Micr 
2805950 2805870 5 85 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2807472 2807392 5 85 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808994 2808914 5 85 gi 
in IFO 12511 16S ribosomal RNA, partia 


e; Actinoplanes. 


2839185 28391055 85 gi 


ctinobacteridae; Actinomycetales; Micr 


571186 Bacteria_16S 


eria; Actinobacteria; Actinobacteridae; 


2713036 27 


2747544 27 


16S ribosomal RNA, partial sequence 2798665 28 


16S ribosomal RNA, partial sequence 2801710 28 


16S ribosomal RNA, partial sequence 2803231 28 


eria; Actinobacteria; Actinobacteridae; 


219857283 


somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 


oc 
219857282 


oc 
219857251 
ence 26212 
microbium. 
219857247 
equence 


’ 


219857236 
sequence 

coccaceae; 
219857219 
1 sequence 
dae; Actin 


219857217 
26592 
Prop 


ales; 


219857205 


2675717 26771 


tiliaceae; 
219857190 
equence 

aceae; Ano 
219857184 
equence 

les Family 
219857179 
145 
gromyxa. 
219857155 
488 
ococcineae 
219857120 
sequence 

idiales; C 
219857119 
al sequenc 
e; Actin 


219857117 
001 
omonospori 
219857115 
031 
omonospori 
219857114 
047 
omonospori 
219857113 
1 sequence 
; Actinomy 


19857112 
sequence 


2 
af 
; Actinomy: 


219857111 
1 sequence 


; Actinomy 


219856898 


16S ribosomal RNA, partial sequence 2837959 28394 


ococcineae 


2840745 2840665 5 85 gi 


219856897 


occineae 


occineae; 


Actinomy 


omycet 


ref 
lomo 
7 Ce 
ref 
lomo 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref|NR_024881.1 
00 2622680 Plano: 


ref|NR_024877.1 
2625807 262727 
cetales; Propion 


ref|NR_024864.1 
2633347 263479 
Planomicrobium. 
ref |NR_024847.1 
2656189 265766 
omycetales; Prop 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


ref|NR_024833.1 


Lebetimonas. 
NR_024818.1 
0 


NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024807.1 


ref |NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref|NR_024748.1 

2794179 279557 
lostridiaceae; A 
ref|NR_024747.1 
e 2795622 279709 
ales; Microm 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 


neae; Micromonos 
ref |NR_024741.1 

2804752 280622 
cetales; Micromo 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


ref|NR_024717.1 


; Microbacteriac 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Planomicrobium 


microbium mcmeekinii 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Planomicrobium 
1 Planomicrobium 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Anoxybacillus 
1 Anoxybacillus 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 


Alkaliphilus 
1 Alkaliphilus 
lkaliphilus. 

Actinoplanes 
4 Actinoplanes 
onosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


01 Actinoplanes digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 


ref |NR_024716.1 


Agromyces luteolus 


strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


571186 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


571186 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


571186 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 


Micromonosporacea 
571186 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


571186 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


571186 Bacteria_16S 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


571186 Bacteria_16S 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


571186 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


571186 Bacteria_16S 


strain 801 16S ri 


2870145 2870065 5 85 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2891711 28916315 85 gi 
n K95-5561 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2941775 2941695 5 85 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2943291 29432115 85 gi 
YU655-43 16S ribosomal RNA, partial se 


e; Virgisporangium. 

2956894 2956814 5 85 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

2958352 2958272 5 85 gi 
FO 15038 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


v 


v 


2959813 2959733 5 85 gi 
FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


, 


2999536 2999456 5 85 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3007190 30071105 85 gi 
bosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


571186 Bacteria_16S 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


571186 Bacteria_16S 
n BC361 16S ribosomal RNA, partial seque 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


571186 Bacteria_16S 


histidinovorans s 
histidinovorans B 


571186 Bacteria_16S 


strain TAGA27 16S 


3011602 3011522 5 85 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 
3013160 3013080 5 85 gi 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3088821 30887415 85 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3094761 3094681 5 85 gi 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


571186 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


571186 Bacteria_16S 


strain DSM 44267 


3115816 3115736 5 85 gi 
DMMZ 1710 16S ribosomal RNA, partial s 


3153444 31533645 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


571186 Bacteria_16S 


strain DSM 11140 


3226354 32262745 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


571186 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


571186 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


571186 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
571186 Bacteria_16S 


3320371 33202915 85 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


3324933 3324853 5 85 gi 

SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 

e; Dactylosporangium. 

3326460 33263805 85 gi 
43916 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


3327981 33279015 85 gi 


a; Actinobacteria; Actinobacteridae; Act 


a; Actinobacteria; Actinobacteridae; Act 


219856878 
ar 
cillaceae; 

219856862 
sequence 
Actinomyc 


219856829 
equence 
Actinomyc 


219856828 
quence 
inomycet 


219856819 
ial sequen 
ae; Actino 


’ 


219856818 
quence 


tinomyceta 


219856817 
quence 
tinomyceta 


219846924 
sequence 

eae; 

219846919 


3005987 30074 


ococcineae 
219846916 

equence 

e; 


219846915 
nce 
Actinomyc 


219846863 
1 sequence 
ridiales; 

219846859 


3093562 30950 


ococcineae 
219846845 

equence 

inomycet 


219846820 


16S ribosomal RNA, partial sequence 3152235 31537 


ococcineae 
219846770 


16S ribosomal RNA, partial sequence 3225149 32266 


ococcineae 
219846706 
equence 
cteria; Oc 
219846702 
quence 

tinomyceta 


219846701 
ence 33252 
ales; Micr 


219846700 


tial seq 


AnOXxy. 


’ 


Actinomycet 


, 


’ 


, 


ref 
uenc 
Bac 
ref 
etal 
ref 
etal 
ref 
ales; 
ref 
ce 2955705 29571 
myce 
ref 
les; 


ref 


les; 


ref 


ref 


etal 


Clos 
ref 
28 Kocuria palustris Bacteria; 
ref 


ales 


ref 


ref 


ref 
eano 
ref 


les; 


NR_024697.1 
e 286889 
illus; Bacil 
NR_024681.1 
2890502 289195 
es; Micromon 


NR_024648.1 
2940579 294204 
es; Micromon 


NR_024647.1 
2942098 294356 
; Micromonos 
NR_024638.1 
1 
tales; Micro 
NR_024637.1 
2957165 295857 
Micrococcin 


NR_024636.1 
2958622 296006 
Micrococcin 


NR_026516.1 
1 


NR_026511.1 


crobacteriac 
NR_026508.1 
3010413 301189 
ales; Franki 


Mi 


NR_026507.1 
3011945 301344 
es; Propioni 


NR_026455.1 
3087607 308909 
tridiaceae; 
NR_026451.1 
Micrococcaceae 
NR_026437.1 
114620 311608 
Micrococci 


3 


, 


NR_026412.1 
Intrasporangia 
NR_026362.1 
Intrasporangia 
NR_026298.1 
3319157 332063 
spirillales; 
NR_026294.1 
3323723 332519 
Micromonosp 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ref|NR_026292.1 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Actinoplanes 
8 Actinoplanes 
osporineae; 


Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 


Microbacterium 
1 Microbacterium 


Anoxybacillus 
6 Anoxybacillus 


Modestobacter 
4 Modestobacter 
neae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Natronincola 
0 Natronincola 
Natronincola. 
Kocuria palustris 


; Kocuria. 


Microbacterium 
0 Microbacterium 


ceae; Terracoccus. 


ceae; Janibacter. 
Halomonas 

3 Halomonas 
Halomonadaceae; 


Dactylosporangium 
8 Dactylosporangium 


orineae; 


Dactylosporangium 


osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 


matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Dactylosporangium. 


eae; Microbacteriaceae; 


eae; Microbacteriaceae; 


Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 
eae; Frigoribacterium. 


neae; Microbacteriaceae; 


Terracoccus luteus 
13 Terracoccus luteus Bacteria; 


Janibacter limosus 
21 Janibacter limosus Bacteria; 


571186 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
571186 Bacteria_16S 


strain DSM 43151 
Actinobacteria; A 


571186 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


571186 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


571186 Bacteria_16S 


strain DSM 43852 
Actinobacteria; A 


571186 Bacteria_16S 


acetireducens str 
acetireducens Bac 


571186 Bacteria_16S 


strain DSM 3133 1 
Actinobacteria; A 


571186 Bacteria_16S 


strain DSM 43045 
Actinobacteria; A 


571186 Bacteria_16S 


strain DSM 20145 
Actinobacteria; A 


571186 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


571186 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


571186 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


571186 Bacteria_16S 


strain DSM 7485 1 
Actinobacteria; A 


571186 Bacteria_16S 


strain DSM 7486 1 
Actinobacteria; A 


571186 Bacteria_16S 


strain DSM 20542 
Actinobacteria; A 


571186 Bacteria_16S 


strain DSM 20528 
Actinobacteria; A 


571186 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


571186 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


571186 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


571186 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


3329500 33294205 85 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 
3334052 33339725 85 gi 
ctinobacteridae; Actinomycetales; Micr 
3335546 3335466 5 85 gi 
in DSM 43805 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

3385970 3385890 5 85 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


om 


1 
ia 
3397891 33978115 85 gi 
ctinobacteridae; Actinomycetales; Micr 
3483637 3483569 16 84 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3488334 3488254 5 85 gi 


oc 
al 
di 


ctinobacteridae; Actinomycetales; Micr 
3504832 3504752 5 85 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
3506359 3506279 5 85 gi. 


oc 


ctinobacteridae; Actinomycetales; Micr 
3507877 3507797 5 85 gi 
DSM 20166 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


oc 


3509398 3509318 5 85 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 

3510918 3510838 5 
DSM 2053 
a; Actin 


2 
1 
7 


’ 


85 gi 
0 16S ribosomal RNA, partial seq 
obacteria; Actinobacteridae; Act 


3513966 3513886 5 
6S ribos 
ctinobacteridae; Actinomycetales; Micr 
3515490 35154105 85 gi 
6S ribos 
ctinobacteridae; Actinomycetales; Micr 
3517009 3516929 5 85 gi 
16S ribo 
ctinobacteridae; Actinomycetales; Micr 
3518531 35184515 85 gi 


85 gi 


oc 


oc 


oc 


ctinobacteridae; Actinomycetales; Micr 
3536819 3536739 5 85 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3546185 3546105 5 85 
somal RNA, complete sequence 
laceae; Bacillus. 
3611705 3611625 5 85 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3641875 3641795 5 85 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 


oc 


gi 


qu 
e; 


, 


571186 Bacteria_16S 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


219846699 


219846696 
16S ribosomal RNA, partial sequence 3332861 33343 


219846695 


219846659 


219846647 
16S ribosomal RNA, partial sequence 3396701 33981 


219846587 
219846584 
6S ribosomal RNA, partial sequence 3487117 34886 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 


219846572 
16S ribosomal RNA, partial sequence 3505155 35066 


219846571 


19846570 


219846569 


219846567 
omal RNA, partial sequence 3512760 35142 


2198465 
omal RNA, partial sequence 3514284 35157 


2198465 
somal RNA, partial sequence 3515805 35172 


2198465 
16S ribosomal RNA, partial sequence 3517327 35187 


219846552 
3535585 35370 


219846546 
3544949 35464 


219846498 


219846478 


ref |NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ce 33282 
es; Micr 


ref|NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref |NR_026287.1 
3334351 333579 
cetales; Micromo 


onospori 


sequence 
Actinomy 


NR_026251.1 
3384746 338616 
spirillales; Hal 


sequence 
Oceano 


’ 


ref|NR_026239.1 


; Cellulomonadac 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref |NR_026176.1 


occineae 


sequenc 
ales; Cl 


; Ce 
ref 


1llulomonadac 
NR_026165.1 


occineae 


7 Mi 
ref 


crobacteriac 
NR_026164.1 


occineae 


occineae; Microbacteriac 


uence 


inomycet : 


sequence 


Actinomy les; Mi 


uence 


inomycetales; Micro 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref |NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 


occineae 


66 


occineae 
65 
> Mi 
ref 


crobacteriac 
NR_026156.1 


occineae 
64 


occineae; Microbacteriac 
ref|NR_026144.1 


88 Bacillus 


ref|NR_026138.1 


ref|NR_026090.1 
3610451 3611882 Planoc 
ref|NR_026070.1 
ence 3640656 364213 
Actinomycetales; Strept 


3643407 36433275 85 gi 


; Kitasatospora. 


219846477 


54 Bacillus cohnii Bacteria; 
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51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Clostridium 

2 Clostridium 

ostridium. 

Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 
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AGGCGGAGCAATCCGTCACCTGAGGATGGGCCTGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCGACGATCAGTAGCCGGTCTGAGAGGATGAA 
CGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAA 
GAAGGTCTTCGGATCGTAAAGCTCTGTTGTCGGGGACGAAGGGGCAGATCAGGAAATGGGTCTGCTTAGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGAGCGCAGGTGGGACGGTAAGTCTTTCTTAAAAGTGCGGGGCTCAC 
CCCCGTGAGGGGAAAGAAACTATCGTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGA 
AGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGATACTAGGTGT 
AGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATTGATCGAAAGCGCCAGAGATGGTGCCCTCTCTTCGGAGACGAGAA 
AACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGCTTTGTTGCCAGCACGTAAAGGTGGGCA 
CTCAAAGGAGACTGCCGCGGAGAACGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGATGGACAG 
AGAGCAGCGACCCCGCGAGGGTAAGCGAACCTCATAAACCATCTCCCAGTTCGGATTGCAGGCTGAAACCCGCCTGCATGAAGTTGGAATCGCTAGTAATCGCAG 
GTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGAAGTCATTCACACCCGAAGCCGGCGCAGCCGTCTAAGGTGGGGGC 
GATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTC 
AGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCTTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTC 
AGCTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCTCATCGCATGGTGGGTGGTGGAAAGTTTTTCGGCTGGGGATGGGCCCGCGGCCTAT 
CAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGC 
GTGAGTGACGGTACCTGGATAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCT 
CGTAGGCGGTCTGTCGCGTCGGTCGTGAAAACCTGCAGCTTAACTGTGGGCTTGCGGTCGATACGGGCATGACTGGAGTTCGGCAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGACCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGCCATTCCACGGTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACA 
TGCACCAGACATCCCTAGAGATAGGGCTTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAAC TCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGC 
CCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCTCTTAAAGCTGGTCTCAGTTCGGATCGGGG 
TCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGA 
AAGTTGGTAACACCCGAAGCCGACGGCCTAACCCCTTGTGGGAGGGAGTTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGA 
AGGTGCGGCTGGATCACTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGT 
GCTTAACACATGCAAGTCGGGCGGTAAGGCCTCTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTCAGCTTCGGGATAAGCCTG 
GGAAACCGGGTCTAATACCGGATAGGACCGCCTGCCGCCTGGTGGGTGGTGGAAAGAGTTTTCGGCTGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGT 
GATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCTTCCGACGAAGCCCTTTTGGGGGTGACGG 
TAGGGGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTG 
TGTCGCGTCGGCCGTGAAAACCTGCAGCTTAACTGTGGGCGGGCGGTCGATACGGGCATCACTGGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGA 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGATGAGGACCGAAAGCGTGGGGAGCGAACAGGATTAGATCCCCTG 
GTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGCCATTCCACGGTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACCAGACG 
CGTCCAGAGATGGGCGTTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCC 
AGGGCTTCACACATGCTACAATGGCCTATACAGAGGGCGGCGAGACCGCGAGGTGGAGCGAATCCCTTAAAGTGGGTCTCAGTTCGGATCGGGGTCTGCAACTCG 
ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAAC 
ACCCGAAGCCCATGGCCCAACCCGTGAGGGGGGGAGTGGTCGAAGGTGGGACCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGG 
ATCACTCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAGGGAAGCAGCTTCGGCTGTGAGTACTTGGCGCAAGGGTGAGT 
AATGTATAGGTAATCTGCCCTTAGGACTGGCATAACCTCGAGAAATCGAGGACAATACCAGATGATGCAGCGGGACCGCATGGTCATGTTGTTAAAGATTTATCG 
CCTAAGNATGAACCTATATCCCATCAGGTAGTTGGCAGGATAATAGCCTACCAAGCCTACGACGGGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGAACTGA 
GACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTKCGCAATGGGCGAAAGCTGACGCAGCAACGCGCGTGGATGATGAAGTTCTTCGGAATGTAAA 
GTCCTTTTGTAGAGGAAGAACATGTCGGTTTACCGGCACTGACGGTACTCTGCGAATAAGCCACGGCTAACTCTGTGCCAGCAGCCGCGGTGATACAGGGGTGGC 
AAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGACTTATAAGTCGGGGGTTAAATCCATGTGCTTAACACATGCATGGCTTCCGATACTGTAAGT 
CTAGAGTCTCGGAGAGGAAGATGGAATTTCCGGTGTAACGGTGGAATGTGTAGATATCGGAAAGAACACCAGTGGCGAAGGCAGTCTTCTGGCCGAGTACTGACG 
CTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGATGTTGGTCATATTGATCAGTGTCGCAGCTA 
ACGCGTTAAGTATTCCACCTGGGAAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATCATGTGGTTTAATTCGATGCAA 
CGCGAAGAACCTTACCTGGGCTTGATATTGCGACTAAACCTCCTGAAAGGGAGGGTCCTTCGGGGAGTCGTAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACAATTAGTTACTAACAGGTTAAGCTGAGGACTCTAATTGAACTGCCTACGCAAGTAGTGAGGAA 
GGAGGGGATGACGTCAAGTCCTCATGGCCCTTACGCCCAGGGCCACACACGTGATACAATGGCAGC TACAGAGGGCAAAGCCGCGAGGTGGAGGAAATCCCTTAA 
AAGCTGTCTCAGTCCGGATGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGCAGATTCAGCATGCTGCGGTGAATGTGTTCCCGGGCCTTGT 
ACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTAACACATGCAAGTCAAAGGCTGAGTGACTTCGGTTACAAGGACTTGGCGC 
AAGGGTGAGTAATGTATAGGTAATCTGCCCTTTGGTTTGGGATAACCCCGAGAAATCGGGGACAATGTCAGATGATGCAGCGGAACCGCATGGTTATGTTGTTAA 
AGATTTATCGCCAAAVGATGAGCCTATATCCCATCAGGTAGTTGGTAAGGTAACGGCTTACCAAGCCTACGACGGGTAGCTGGTCTGAGAGGATGATCAGCCACA 
TTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGCGAAAGCTGACGCAGCAACGCGCGTGGATGATGAAGTTCTTC 
GGAATGTAAAATCCTTTTGCAGGGGACGAATAAGTCGGCTTGCCGACTCTGACGGTACCTTGCGAATAAGCCACGGCTAACTCTGTGCCAGCAGCCGCGGTGATA 
CAGGGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGACCGATAAGTCGGGGGTTAAATCCATGTGCTTAACACATGCACGGCTTCCGA 
TACTGTCGGTCTAGAGTCTCGAAGAGGAAGGTGGAATTTCCGGTGTAACGGTGGAATGTGTAGATATCGGAAAGAACACCAGTGGCGAAGGCAGCCTTCTGGTCG 
AGTACTGACGCTCAGGCACGAWAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGATGTTGGTCATGTTGATCAGT 
GTCGCAGCTAACGCGTTAAGTATTCCACCTGGGAAGTACGCCCGCCGCAAGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATCATGTGGTTT 
AATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGATATTGCAGCTAAACTCCCTGAAAGGGAGGTCCTTCGGGAAGCTGTAACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACAATTAGTTACTAACAGGTCAAGCTGAGGACTCTAATTGAACTGCCTACGCAA 
GTAGTGAGGAAGGAGGGGATGACGTCAAGTCCTCATGGCCCTTACGCCTAGGGCCACACACGTGATACAATGGCAGCTACAGAGGGCAAAACCGCGAGGTAGAGT 
TAATCCCTTAAAAGCTGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATGTGTTC 
CCGGGCCTTGTACACACCGCCCGTCAAGTCATGGAAGTCAGGAGTACCCAAAGTCGCTCGCGCGTTTAAGGTAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGGGATTGCTTGCAATCCTGAGTAGAGTGGCGCACGGGTG 
AGTAACACGTAGATAATCTACCCACAAGCCCGGAATAACTATTCGAAAGGATAGCTAATACCGGATGAAGTTTGTTTACACAAGTAGACAAATGAAAGATTGCCT 
CTTCCTGAAAGCAATTGTTTGTGGATGAGTTTGCGGACCATTAGCTTGTTGGTGGGGTAAAGGCCCACCAAGGCTGCGATGGTTAGCTGGTCTGAGAGGATGATC 
AGTCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAAG 
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namibiensis Bacte 
Thermomonosporace 


1252510 1252439 13 84 gi 
rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; Spirochaetes; Spiro 
1254037 1253966 13 84 gi 


rain ATCC 35534 16S ribosomal RNA, par 
buccale Bacteria; Spirochaetes; Spiro 
1514384 1514305 6 85 gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1517400 15173215 84 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


1628107 1628032 8 83 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1715046 1714979 16 83 gi 
M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; Sphingobacteria; Sphin 


1747069 1746994 8 83 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 


571186 Bacteria_16S 


1894822 1894743 5 84 


675861 67745 


ae; Anaero 
265678561 
uence 

ceae; Soli 
265678526 
ce 77827 
acterales; 
265678473 
ce 85752 
ibrionales 
265678388 
artial seq 
irochaetal 
265678381 
al sequenc 
tridiales; 


265678325 


1075986 10774 


ococcineae 
219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
219878119 


1513128 15146 


219873435 
sequence 
cteria; De 


219878458 
nce 16269 
Ss; Flavoba 
219878398 
uence 

gobacteria 


219878376 
1 sequence 
Actinomyc 


219878268 


gi 


ref|NR_025667.1 
08 Anoxybacillus 


ref|NR_025657.1 


Anoxybacillus gonensis 
gonensis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


ref|NR_029310.1 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


oniella. 
ref|NR_029177.1 

282818 284333 
fobacterales; De 


ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref|NR_028963.1 

590846 592357 
es; Marinilabiac 
ref |NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_028865.1 

730321 731827 
bacillus. 
ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref|NR_028690.1 
uence 983192 
es; Spirochaetac 
ref |NR_028683.1 
e 994185 995652 
Clostridiales F 


ref|NR_028627.1 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Flavobacterium 
acterium micromati 
obacterium. 

Flavobacterium 

Flavobacterium 
iaceae; Flavobacterium. 

Anaerophaga 

Anaerophaga 
eae; Anaerophaga. 

Anaerobaculum mobile 
mobile Bacteria; 


Solibacillus 
Solibacillus 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 

Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 

Treponema socranskii 

984718 Treponema 
eae; Treponema. 

Acidaminobacter 

Acidaminobacter 
amily XII. Incertae 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


7 Ra 
ref 
nce 
Spi 
ref 
nce 
Spi 
ref 


robacteracea 
NR_024869.1 

125128 
rochaetaceae 
NR_024868.1 

125281 
rochaetacea 
NR_025258.1 


e: 


e; Rarobacter. 
Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Bacillus odysseyi 


v 


’ 


43 Bacillus odysseyi Bacteria; 


ref|NR_025194.1 

1516159 151759 
sulfobacterales; 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025537.1 
1713828 171532 
les; Sphingobact 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


ref |NR_025407.1 


norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 


Desulfomicrobium. 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Flavobacterium 
acterium frigoris 
obacterium. 

Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Actinomadura 
0 Actinomadura 


porangineae; 


Desulfomicrobium 


1893578 189509 


4 Desulfomicrobium 


571186 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


571186 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


571186 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


571186 Bacteria_16S 


xinjiangense stra 
xinjiangense Bact 


571186 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


571186 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


571186 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


571186 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


571186 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


571186 Bacteria_16S 


strain IAM 14848 


strain 4-87 16S r 
Proteobacteria; G 


571186 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


571186 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


571186 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


571186 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


571186 Bacteria_16S 


hibernum strain A’ 
hibernum Bacteria 


571186 Bacteria_16S 
6S ribosomal RNA, partial sequence 4187537 41889 


strain P43/6/78 1 
Spirochaetes; Spi 


571186 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


571186 Bacteria_16S 


antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 


571186 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


571186 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


571186 Bacteria_16S 


espejiana strain 


1978018 1977939 5 84 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
1979586 1979507 5 84 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2180625 2180550 8 83 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2182141 2182066 8 83 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 
2268971 2268892 5 84 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2397574 2397503 14 85 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


ib 


ac 


eq 
ba 


1 
av 


D 


ue 
ia 


2569982 2569903 5 84 gi 
ain SPL77A 16S ribosomal RNA, partial 

teria; Firmicutes; Clostridia; Clostri 
2742951 2742876 8 83 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2757806 2757727 7 85 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


se 
di 


ce 
S; 


al 
di 
2900749 2900670 7 86 gi 
oc 
3073704 3073625 5 84 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3112743 3112664 5 84 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
3136794 3136715 6 85 gi 
n SB164P1 16S ribosomal RNA, partial s 
ria; Proteobacteria; Deltaproteobacter 


gi 
B 


ne 
ac 


eq 
ia 
3526115 3526044 15 


86 gi 


219878210 


219878209 


219857613 


219857612 


219857554 


2267708 22692 


219857462 


219857288 


219857159 


219857148 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 219846873 


3072467 30738 


219846847 


219846831 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 


ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 
ales; Flavobacte 


v 
ref |NR_025142.1 


19767 
rionales 


19783 
terales; 


i} 


uence 
cteriale 


ND 


sequence 
obacteri 


esulfobacteraceae; Desul 
NR_025050.1 
2396386 239781 


stridiales Famil 


nce 
les; Clo 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


quence 


ales; Cl 


27417 
Flavoba 


sequenc 
ales; Cl 


ref |NR_024675.1 


7 Mi 
ref 


crobacteriac 
NR_026465.1 


occineae 


alneatrix. 
ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026423.1 
135552 313703 


obacterales; Des 


e 31115 
terales; 


Ww 


uence 
Desulf 


’ 


ref|NR_026151.1 


rochaetales; Brachyspiraceae; Brachyspir 
10131 10061 15 85 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromona 
82713 82643 15 85 gi 
NF3 16S ribosomal RNA, partial sequen 


acteria; Gammaproteobacteria; Alteromo 


ce 
na 
105708 105630 8 86 gi 
t8.Bl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
110178 110100 7 85 gi 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
128604 128534 15 85 gi 
261 16S ribosomal RNA, partial sequence 


nc 
S; 


oc 


265679057 


265679009 


265678993 


265678989 
108968 110448 Kocur 


265678977 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
3597989 35979105 84 gi|219846509|ref|NR_026101.1 
n RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostr 
tes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticu 
3843920 3843845 8 83 gi|219846333|ref|NR_025923.1 
TCC 51468 16S ribosomal RNA, partial sequence 3842717 384417 
; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
4188748 4188669 5 84 gi|219846084|ref|NR_025674.1 


a. 
ref|NR_029365.1 

10291 Pseudo 
seudoalteromonad 


8961 


dales; P 


ref|NR_029317.1 
83011 Pseudo 
seudoalteromonad 


81499 
dales; P 


ref |NR_029301.1 
6 105949 Thermo 
naerobacteraceae 
ref |NR_029297.1 
ia varians Bacte 
; Kocuria. 
ref |NR_029285.1 
127409 128819 Pseudo 


10448 
Thermoa 


e 


occaceae 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 

Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 

Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 

Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 

Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Clostridium 

8 Clostridium 

ostridium. 
Flavobacterium 

acterium limicola 

obacterium. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 

Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 
idium lentocellum 
m. 
Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Kocuria varians strain 
ria; Actinobacteria; 


, 


Pseudoalteromonas 
alteromonas espejiana 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


571186 Bacteria_16S 
strain V 5-2 16S 


Firmicutes; 


Clostridia; 


154396 154326 15 85 gi 
ribosomal RNA, partial sequence 
Clostridiales; Clostridiaceae; 


265678960 


Oxobacter. 


ref 
153188 154677 


NR_029268.1| Oxobacter pfennigii 
Oxobacter pfennigii Bacteria; 


571186 Bacteria_16S 165143 165065 7 85 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


571186 Bacteria_16S 
strain ATCC 15468 
Proteobacteria; 
571186 Bacteria_16S 
strain 1 H 9 16S ribosomal RNA, partial sequence 


178808 178738 15 85 gi 
16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Aeromonadales; 
215782 215705 7 85 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


571186 Bacteria_16S 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
571186 Bacteria_16S 


285608 285538 15 85 gi 


293256 293186 15 85 gi 


actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 
Pasteurellales; 


Pasteurellaceae; Aggregatibacter. 


265678944 
177564 


Aeromonadaceae; 
ref 
214535 216002 


265678919 


265678870 


265678865 


ref 


Halomonadaceae; 
ref 


RNA, partial 
Proteobacteria; Gammaproteobacteria; 


NR_029252.1| Aeromonas punctata 
179023 Aeromonas punctata Bacteria; 
Aeromonas. 
NR_029227.1| Halomonas elongata 
Halomonas elongata Bacteria; 
Halomonas. 
NR_029176.1| Desulfobulbus 
285824 Desulfobulbus rhabdoformis 


Desulfobulbaceae; Desulfobulbus. 
ref|NR_029171.1| Aggregatibacter 
sequence 292013 293496 


571186 Bacteria_16S 376356 376278 7 85 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

571186 Bacteria_16S 380982 380904 7 85 gi|265678801|ref|NR_029106.1| Lactobacillus 


delbrueckii subsp. 
Lactobacillus delbrueckii subsp. 
Lactobacillus. 
571186 Bacteria_16S 
kalixensis strain 
kalixensis Bacteria; 
571186 Bacteria_16S 
strain PUPA-2 16S 
Tenericutes; Mollicutes; 
571186 Bacteria_16S 


oligofermentans Bacteria; 
571186 Bacteria_16S 
parakefiri strain 
parakefiri Bacteria; 
571186 Bacteria_16S 
devriesei strain 
devriesei Bacteria; 


indicus strain NCC725 16S ribosomal 


414985 414907 7 85 gi 
Kx127A2 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 

441185 441107 5 83 gi 
ribosomal RNA, partial sequence 
Entomoplasmatales; 


indicus Bacteria; 


complete sequence 
Lactobacillaceae; 
ref 
439970 441476 
Entomoplasmataceae; M 


265678778 


265678761 


RNA, partial sequence 
Firmicutes; 


ref 


esoplasma. 


379741 381255 
Lactobacillales; Lactobacillaceae; 


Lactobacillus 
Lactobacillus 


NR_029083.1 
413724 415278 
Lactobacillus. 
NR_029066.1| Mesoplasma photuris 
Mesoplasma photuris Bacteria; 


456635 456557 7 85 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
476374 476296 7 85 gi|265678734|ref|NR_029039.1| Lactobacillus 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
513186 513108 7 85 gi|265678710|ref|NR_029015.1| Streptococcus 
CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
548166 548096 15 85 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 


571186 Bacteria_16S 
mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 
mariniglutinosa Bacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
571186 Bacteria_16S 
strain ID131577 1 
Actinobacteria; 
571186 Bacteria_16S 
aerolatum strain 


Proteobacteria; 
568093 568023 15 85 gi 


Rubrobacteridae; 
619504 619426 7 85 gi 


628576 628506 15 85 gi 


Gammaproteobacteria; Enterobacteriales; 


V-73 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbacterium. 
571186 Bacteria_16S 
strain M11 16S ribosomal RNA, partial sequence 
Proteobacteria; 


265678674 


265678639 
618371 


265678633 


ref 
6S ribosomal RNA, partial sequence 566874 568343 
Solirubrobacterales; Conexibacteraceae; 
ref 


ref 
627341 628842 
Enterobacteriaceae; 


Pseudoalteromonas 


Conexibacter woesei 
woesei Bacteria; 
Conexibacter. 

NR_028944.1| Microbacterium 
619715 Microbacterium aerolatum 


NR_028979.1 
Conexibacter 


Micrococcineae; Microbacteriaceae; 


NR_028938.1| Morganella morganii 
Morganella morganii Bacteria; 
Morganella. 


571186 Bacteria_16S 651495 651417 7 85 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

571186 Bacteria_16S 689142 689072 15 85 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 


catecholicum Bacteria; 


Proteobacteria; 


Deltaproteobacteria; 


Desulfobacterales; Desulfobulbaceae. 


571186 Bacteria_16S 701242 701164 7 85 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

571186 Bacteria_16S 702729 702651 7 85 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

571186 Bacteria_16S 776440 776362 7 85 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

571186 Bacteria_16S 784134 784064 15 85 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 


571186 Bacteria_16S 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, parti 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Pae 
571186 Bacteria_16S 
phenolica strain 


Bacteria; 


siderophilus Bacteria; 
Thermoanaerobacter. 
571186 Bacteria_16S 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Strept 
Firmicutes; 
571186 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
571186 Bacteria_16S 
elyakovii strain 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; 
Pseudoalteromonas. 
571186 Bacteria_16S 
strain B1333 16S 


Bacteria; 


Firmicutes; 


Firmicutes; 


Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
571186 Bacteria_16S 1031848 1031770 7 85 gi| 265678357 |ref|NR_028659.1 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 103211 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


571186 Bacteria_16S 1033429 1033351 7 85 gi| 265678356 |ref|NR_028658.1 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 103372 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
571186 Bacteria_16S 1034980 1034910 16 86 gi|265678355|ref|NR_028657.1 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneuri 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneur 
571186 Bacteria_16S 1048768 1048690 7 85 gi| 265678346 |ref|NR_028648.1 


strain LK2-10 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micromonospora. 
571186 Bacteria_16S 
strain YIT 0455 1 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Lactobacillales; 
571186 Bacteria_16S 
strain SK3 16S ribosomal RNA, 
Lactobacillales; 
571186 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacteria; 
571186 Bacteria_16S 
strain NS51 16S ribosomal RNA, 


Lactobacillales; 
571186 Bacteria_16S 
strain D2-18 16S 
Clostridia; 
571186 Bacteria_16S 

halophilum strain 
Bacteria; Actinobacteria; 
Microbacterium. 
571186 Bacteria_16S 
strain ES10.1 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
571186 Bacteria_16S 


797863 797785 7 85 gi 


810175 810105 15 85 gi 


845239 845169 15 85 gi 


Gammaproteobacteria; Enterobacteriales; 
855641 855563 7 85 gi 


905856 905778 8 86 gi 


Firmicutes; Clostridia; 


916699 916621 7 85 gi 
Lactobacillales; Streptococcaceae; 
933700 933622 7 85 gi 
HO 66 16S ribosomal RNA, 


996955 996877 7 85 gi 
ribosomal RNA, complete sequence 
Carnobacteriaceae; 
1021238 1021160 7 85 
complete sequence 
Streptococcaceae; 
1022791 1022713 7 85 
ATCC 33400 16S ribosomal RNA, complete 
Firmicutes; Lactobacillales; Strept 
1024362 1024284 7 85 gi 
complete sequence 


Granulic 
gi 


Streptoco 
gi 


ribosomal RNA, partial sequence 


1083237 1083159 7 85 gi 
Lactobacillaceae; Lactobaci 
1092432 1092354 7 85 gi 
ribosomal RNA, partial sequence 
Lactobacillaceae; 

1104373 1104295 7 85 
ribosomal RNA, partial sequence 
Clostridiales; 
1113512 1113434 7 85 
76 16S 


Lactobaci 
gi 


gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomyceta 


1131649 11315717 85 gi 
ribosomal RNA, partial sequence 
Strep 

gi 


1195252 1195174 8 86 


pacificum DSM 12653 16S ribosomal RNA, partial sequence 


265678514 
al sequence 796606 798156 
nibacillaceae; 
265678506 
O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
571186 Bacteria_16S 
strain CFBP 5236 
Proteobacteria; 
571186 Bacteria_16S 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 
571186 Bacteria_16S 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermo 
Thermoanaerobacterales; 


265678483 
16S ribosomal RNA, partial sequence 844000 84550 


265678475 


265678441 


265678434 


265678423 
complete sequence 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
938307 938237 15 85 gi|265678420|ref|NR_028722.1 
KMM 162 16S ribosomal RNA, partial sequence 937095 938588 


265678380 
995703 99724 


265678364 
1019984 1021495 Streptococcus 


265678363 


265678362 
1023111 1024630 Streptococcus 


1047573 10490 


265678321 
6S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus 
Lactobacillales; 
571186 Bacteria_16S 
strain M 6 A9 16S 


265678315 
1091188 1092688 Lactobacillus 


265678306 
1103152 1104621 Mogibacterium 
Clostridiales Family XIII. 
265678300 


253680769 
1130448 11319 


228715634 
1194029 1195514 Carboxydibrachium pacificum 


ref |NR_028817.1 
Paenibacill 


ref|NR_028809.1 


ref|NR_028786.1 
Enterobacteriaceae; Samso 
ref |NR_028778.1 

854408 855931 
Actinomycetales; Prop 


ref |NR_028743.1 


Thermoanae 


ref|NR_028736.1 
Streptococcus; Streptoco 
ref|NR_028725.1 

932436 934005 


Alteromonadales; Pseudoa 


ref|NR_028682.1 
atella. 
ref|NR_028666.1 
ccus. 
ref|NR_028665.1 

sequence 1021546 102306 
ococcaceae; Streptococcus 
ref|NR_028664.1 


Actinomycetales; Micromon 


monosporineae; Micromonos 


ref |NR_028623.1 
llus. 
ref |NR_028617.1 
llus. 
ref|NR_028608.1 
Incertae Sedis; 
ref|NR_028601.1 
1112307 1113789 Microb 


les; Micrococcineae; Micr 


ref |NR_028017.1 


tosporangineae; Nocardiop 


Paenibacillus 
Paenibacillus 

us. 
Pseudoalteromonas 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Propionibacterium 
Propionibacterium 

ionibacterineae; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Lactobacillus 
Lactobacillus 
Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Micromonospora 
4 Micromonospora 
osporineae; 


Lactobacillus 
0 Lactobacillus 
Ss. 

Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Lactobacillus 
equi Bacteria; 


equi 


Lactobacillus algidus 
algidus Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


Nocardiopsis exhalans 


04 Nocardiopsis exhalans Bacteria; 


saceae; Nocardiopsis. 


ref|NR_027536.1 


Carboxydibrachium 


DSM 12653 Bacteria; 


Firmicutes; Clostridia; 


Carboxydibrachium. 


571186 Bacteria_16S 
strain Cal06 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 
gallinaceus Bacteria; 
571186 Bacteria_16S 
brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
571186 Bacteria_16S 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 
Gluconacetobacter. 
571186 Bacteria_16S 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 
Acetobacter. 

571186 Bacteria_16S 1411247 1411169 7 85 gi|224581432|ref|NR_027214.1 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 141148 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Strepto 
571186 Bacteria_16S 1435813 1435735 7 85 gi|224581431|ref|NR_027213.1 


antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenib 
Paenibacillus. 
224581422 
P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogiba 
Clostridiales Family 


Bacteria; 


Bacteria; 


Firmicutes; 
571186 Bacteria_16S 

neglectum strain 
Firmicutes; 
Mogibacterium. 
571186 Bacteria_16S 
endolithica strain AA459 16S ribosomal RNA, partial sequence 


1217892 1217814 7 85 
ribosomal RNA, partial sequence 


gi 


1225400 1225322 7 85 gi 
Firmicutes; Lactobacillales; 
1314319 1314241 8 86 gi 


16S ribosomal RNA, 


Thermoanaerobacteraceae; 


1354117 1354051 15 81 gi 


1406731 1406661 15 85 gi 


Bacillales; Paenibacillaceae; 


1448159 1448081 7 85 gi 


Clostridia; Clostridiales; 


1452572 1452494 7 85 gi 


Thermoanaerobacterales; 


219878473 
1216681 12181 
ococcineae; 
219878314 


brockii Bacteria; 
Thermoanaerobacter. 
228720330 
sequence 

teobacteria; R 


219857143 


224581419 


ref 


ref 


Streptococcaceae; 
228718892 
partial sequen 
Firmicutes; 


ref 


ref 


ref 


ref 


ref 


endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Micromonosporaceae; Micromonospora. 
571186 Bacteria_16S 1461522 1461444 7 85 gi|224581412|ref 


strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 
strain HM-7 16S ribosomal RNA, partial sequence 
Clostridia; 
571186 Bacteria_16S 

strain LTH 5753 1 


Firmicutes; 


Firmicutes; 


Bacteria; 


571186 Bacteria_16S 
brockii subsp. 


Bacteria; 


Firmicutes; 
571186 Bacteria_16S 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, parti 


1464629 1464551 7 85 gi 
Clostridiales; 


1478234 1478156 7 85 gi 
Lactobacillaceae; 
1496436 1496366 15 85 gi 


16S ribosomal RNA, complete sequence 


Proteobacteria; Gammaproteobacteria; Aeromonada 


1506816 1506738 8 86 gi 
lactiethylicus 
Thermoanaerobacteraceae; 
1526518 1526440 7 85 gi 
16S ribosomal RNA, partial sequence 
Lactobacillales; Lactobacillaceae; 
1532574 1532496 7 85 gi 


Lactobacil 
219846691 
1495267 1496682 Tolumo 


219846365 
lactiethylicus strain SEBR 5268 16S riboso 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
571186 Bacteria_16S 

strain ATCC 25258 


Bacteria; 
Thermoan 
219857499 
1525289 1526784 Lactob 


219857427 


Mi 
ref 


Inc 
ref 


lus. 
ref 


Aeromon 
ref 
par 


les; 
mal RNA, 


aerobacter. 
ref 


Lactobacillu 
ref 
al sequence 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Micromonosporaceae; Micromonospora. 
571186 Bacteria_16S 1553808 1553738 15 85 gi|219857220|ref 


strain ATCC 29914 
Proteobacteria; 
571186 Bacteria_16S 
smithia strain AS20/1/1 16S ribosomal RNA, partial 
smithia Bacteria; 
571186 Bacteria_16S 
strain DSM 12798 


subsp. 
subsp. 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
1571715 1571645 15 85 gi 


Proteobacteria; 


1605526 1605448 7 85 gi 


1607067 1606989 7 85 gi 


219878156 
sequence 1570477 157198 
Gammaproteobacte 
219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequ 


oc 
219878472 


nterobacteri 
ref 


ria; Aeromon 
ref 


occineae; Mi 
ref 
ence 


48 Arthrobacter 
Mi 


1224170 122567 


1352934 135441 


1405568 140698 


1451367 145284 


73 Mogibacterium 


22 Lactobacillus 


Firmicutes; 


1552580 1554073 Provid 


05 Arthrobacter 


1605856 160731 


NR_025612.1 


NR_025453.1 
Streptococcu 
NR_027577.1 
ce 131309 
NR_027591.1 


hodospirilla 


NR_024771.1 


NR_027203.1 


XIII. Incer 


NR_027200.1 
es; Micromon 


NR_027193.1 


crococcaceae 
NR_027191.1 


ertae Sedis; 
NR_025579.1 


NR_026283.1 


adaceae; Tol 
NR_025956.1 
tial sequenc 


NR_025087.1 
Ss. 
NR_025015.1 

153135 
ales; 


NR_024848.1 


aceae; Provi 
NR_025295.1 


adales; Aero 
NR_025613.1 


crococcaceae 
NR_025611.1 


les; Microco 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Arthrobacter. 
571186 Bacteria_16S 1640187 1640109 7 85 gi|219878450|ref 


strain SNG49 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Clostridia; 


Thermoanaerobacteraceae; 


Arthrobacter bergerei 


bergerei Bacteria; 
crococcaceae; 


Arthrobacter. 

Streptococcus 

1 Streptococcus 

Ss. 
Thermoanaerobacter 

4 1314606 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Streptococcus 
6 Streptococcus 
coccus. 
Paenibacillus 
acillus antarcticus 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Micromonospora 
3 Micromonospora 


osporineae; 


Kocuria carniphila 


1460297 1461811 Kocuria carniphila Bacteria; 
ococcineae; 
224581410 
1463419 14648 
Clostridiales Family XIII. 
219878440 
6S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillales; 
571186 Bacteria_16S 
9187 strain TA 4r 


; Kocuria. 
Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Lactobacillus spicheri 
spicheri Bacteria; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 
Thermoanerobacter 

e 1505601 1507107 


Clostridia; 


Lactobacillus jensenii 
acillus jensenii 


Micromonospora 
9 1532864 Micromonospora 


Micromonosporineae; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


NR_025589.1 


Nocardiopsis aegyptia 


1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


571186 Bacteria_16S 


strain IBS S6874 
Proteobacteria; G 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


571186 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


571186 Bacteria_16S 
n KMM 255 16S ribosomal RNA, partial s 
Gammaproteobacter 


agarivorans strai 
agarivorans Bacte 


Pseudoalteromonas. 
571186 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


571186 Bacteria_16S 


molinativorax str 
molinativorax Bac 
Microbacteriaceae 


571186 Bacteria_16S 
in DSM 6629 16S ribosomal RNA, partial 
Lactobacillales; 


intestinalis stra 
intestinalis Bact 


571186 Bacteria_16S 
ain LMG 21861 16S ribosomal RNA, parti 
Gammaproteobact 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


571186 Bacteria_16S 


strain IMSNU 2200 
strain HK85 16S r 
Proteobacteria; G 


strain L1/68 16S 
Proteobacteria; G 


strain CF-43 16S 
strain DSM 5000 1 
Proteobacteria; G 
proteamaculans st 


Serratia. 


571186 Bacteria_16S 


strain DSM 30063 
Proteobacteria; G 


strain DSM 4576 1 
Proteobacteria; G 


strain DSM 12358 
Proteobacteria; G 


strain DSM 4594 1 
Proteobacteria; G 


571186 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


571186 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


strain Eb 13/82 1 


strain LMG 317541 


1646408 1646338 15 


1744045 1743967 7 


1745609 1745531 7 


bacillales; 
1754675 1754605 15 


ria; Proteobacteria; 
1801455 1801377 7 


tes; Bacillales; 


1835108 1835030 8 
; Gulosibacter. 
1838196 1838118 7 


Firmicutes; 
1860955 1860885 15 


eria; 


teria; Proteobacteria; 


1867151 1867073 7 


1876206 1876136 15 


1927933 1927855 7 


1959839 1959761 7 


1988966 1988896 15 


1990515 1990445 15 
Proteobacteria; 


1992063 1991993 15 


1993606 1993536 15 


1995153 1995083 15 


1996689 1996619 15 


1999773 1999703 15 


Enterobacteriales; 
2001307 2001237 15 


ia; 


2004375 2004305 15 


2026998 2026928 15 


2028440 2028370 15 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


IS1 16S ribosomal RNA, partial sequenc 
Paenibacillaceae; 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
571186 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
571186 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 


rain DSM 4543 16S ribosomal RNA, parti 
proteamaculans Bacteria; 


ammaproteobacteria; Enterobacteriales; 
571186 Bacteria_16S 
6S ribosomal RNA, partial sequence 1995493 19969 
ammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
571186 Bacteria_16S 
6S ribosomal RNA, partial sequence 2003168 20046 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
571186 Bacteria_16S 
16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
571186 Bacteria_16S 


85 gi 


85 gi 


R2A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


85 gi 
Streptoc 


85 gi 


85 gi 
Pae 


86 gi 


85 gi 
Lac 
85 gi 


85 gi 


85 gi 
85 gi 


85 gi 


85 gi 


219878446 


16S ribosomal RNA, partial sequence 1645204 16466 
ammaproteobacteria; Aeromonadales; Aer 
571186 Bacteria_16S 


219878378 


219878377 
17443 
occus. 
219878370 
equence 


219878335 
e 18002 


219878312 


ain ON4 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


e; 


219878310 
sequence 


219878294 
al 

219878290 
18659 


219878284 


1874987 18764 


219878243 


1926697 19282 
anthomonadaceae; 


219878222 


1958616 19601 
ococcineae; 


6S ribosomal RNA, partial sequence 1987760 19892 
ammaproteobacteria; Enterobacteriales; 
571186 Bacteria_16S 


16S ribosomal RNA, partial sequence 1990842 19923 
ammaproteobacteria; Enterobacteriales; 
571186 Bacteria_16S 
6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; 
571186 Bacteria_16S 
16S ribosomal RNA, partial sequence 1993927 19954 


85 gi| 219878203 |ref|NR_025342.1 
Enterobacteriaceae; 

85 gi| 219878202 |ref|NR_025341.1 

al sequence 1989290 199079 

Gammaproteobacteria; Enterobacteriales; 

85 gi|219878201|ref|NR_025340.1 

Enterobacteriaceae; Serra 

85 gi|219878200|ref|NR_025339.1 

Enterobacteriaceae; Serra 

85 gi| 219878199 |ref|NR_025338.1 

Enterobacteriaceae; Serra 

85 gi| 219878198 |ref|NR_025337.1 

Enterobacteriaceae; Rahne 

85 gi|219878196|ref|NR_025335.1 

somal RNA, partial sequence 1998561 2000045 Pragia fontium Bacter 

Enterobacteriaceae; Pragia. 
85 gi| 219878195 |ref|NR_025334.1 
20000 
cteriales; Enterobacteriac 
85 gi|219878193|ref|NR_025332.1 


Enterobac 
219878178 
20257 
omonadacea 


85 gi 


219878177 


ia; Alteromonadales; 


nibacillus. 


Actinomycetales; 


tobacillaceae; 


sequence 1859752 186123 
eria; Alteromonadales; 


omonosporineae H 


ref|NR_025585.1 
Aeromonas. 


ref|NR_025517.1 


ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025509.1 
1753455 175495 


ref|NR_025474.1 
19 1801737 Paenib 


ref|NR_025451.1 
1833888 183531 
Microc 


ref|NR_025449.1 

1836949 183846 
Lactobacill 
ref |NR_025433.1 
Alt 


ref |NR_025429.1 
35 1867442 Asanoa 
Micromonos 
ref |NR_025423.1 
Haemophilus 
ref |NR_025382.1 
Ignatzsch 
NR_025361.1 


ref 


Micrococcaceae 


teriaceae; Budvi 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 
omonadaceae; 


Nocardiopsis 


1742831 1744318 Nocardiopsis metallicus 
Streptosporangineae; 


Nocardiopsaceae; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Paenibacillus 
acillus stellifer 


Gulosibacter 
7 Gulosibacter 
occineae; 


Lactobacillus 
1 Lactobacillus 
us. 

Alteromonas 
3 Alteromonas 
eromonadaceae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
steurellaceae; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Arthrobacter albus 


16 Arthrobacter albus Bacteria; 


; Arthrobacter. 
Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


Chas 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Aeromonas popoffii 
nas popoffii Bacteria; 


ref |NR_025316.1 


Pectobacterium 


carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
571186 Bacteria_16S 2048425 20483477 85 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
571186 Bacteria_16S 2101880 2101810 15 85 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 
571186 Bacteria_16S 2156309 21562317 85 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 
571186 Bacteria_16S 2226003 2225925 7 85 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
571186 Bacteria_16S 2227564 2227486 7 85 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
571186 Bacteria_16S 2272003 2271933 15 85 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
571186 Bacteria_16S 2273476 2273406 15 85 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
571186 Bacteria_16S 2317382 23173047 85 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
571186 Bacteria_16S 2326482 2326412 15 85 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
571186 Bacteria_16S 2329416 2329338 7 85 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
571186 Bacteria_16S 2390053 2389975 6 84 gi|219857467|ref|NR_025055.1] Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
571186 Bacteria_16S 2402129 2402051 7 85 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
571186 Bacteria_16S 2432625 24325477 85 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
571186 Bacteria_16S 2452463 2452393 15 85 gi|219857418|ref|NR_025006.1| Seinonella 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 
571186 Bacteria_16S 2456998 2456928 15 85 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 2455783 2457213 Aeromonas 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonadaceae; Aeromonas. 
571186 Bacteria_16S 2496144 2496066 7 85 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
571186 Bacteria_16S 2508231 2508153 7 85 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 
571186 Bacteria_16S 2512797 2512719 7 85 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
571186 Bacteria_16S 2524902 2524832 15 85 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 
571186 Bacteria_16S 2543948 25438705 83 gi|219857348|ref|NR_024936.1| Hydrogenophaga 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
571186 Bacteria_16S 2565423 2565345 7 85 gi|219857291|ref|NR_024922.1| Eubacterium 


acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


571186 Bacteria_16S 2600740 2600670 15 85 gi|219857268|ref|NR_024899.1| Mannheimia 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
571186 Bacteria_16S 2602294 2602224 15 85 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 2602563 Mannheimia ruminalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

571186 Bacteria_16S 2603848 2603778 15 85 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

571186 Bacteria_16S 2605402 2605332 15 85 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 
strain P925 16S ribosomal RNA, partial sequence 2604168 2605671 Mannheimia glucosida Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

571186 Bacteria_16S 2639216 2639146 15 85 gi|219857232|ref|NR_024860.1| Actinobacillus 
succinogenes strain 1302 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Actinobacillus. 

571186 Bacteria_16S 2664771 2664693 7 85 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

571186 Bacteria_16S 2666333 2666255 7 85 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

571186 Bacteria_16S 2696183 2696113 15 85 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
571186 Bacteria_16S 2705368 2705290 7 85 gi| 219857185 |ref|NR_024813.1| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

571186 Bacteria_16S 2724953 2724875 7 85 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
571186 Bacteria_16S 2830096 2830018 7 85 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 

571186 Bacteria_16S 2846893 2846815 7 85 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

571186 Bacteria_16S 2856216 2856146 15 85 gi|219856887|ref|NR_024706.1| Pseudomonas flectens 
strain ATCC 12775 16S ribosomal RNA, partial sequence 2854985 2856506 Pseudomonas flectens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 

571186 Bacteria_16S 2925342 2925264 7 85 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

571186 Bacteria_16S 2946390 2946312 7 85 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

571186 Bacteria_16S 2967490 2967420 15 85 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

571186 Bacteria_16S 3010178 3010100 7 85 gi| 219846917 |ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

571186 Bacteria_16S 3038976 3038898 7 85 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

571186 Bacteria_16S 3064891 3064813 7 85 gi|219846879|ref|NR_026471.1| Streptococcus ovis 


strain S369-98-1 


Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
571186 Bacteria_16S 3069192 30691147 85 gi| 219846876 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequen 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actin 
Microbacteriaceae; Microbacterium. 

571186 Bacteria_16S 3084404 3084326 8 86 gi| 219846866 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacte 
Thermoanaerobacter. 

571186 Bacteria_16S 3103781 3103703 7 85 gi| 219846853 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Micromonosporaceae; Verrucosispora. 

571186 Bacteria_16S 3202267 3202189 7 85 gi| 219846787 


16S ribosomal RNA, partial sequence 3063651 30650 


27 Streptococcus ovis Bacteria; 
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cetales; Micromo 


ref Verrucosispora 
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ref |NR_026379.1| Corynebacterium phocae 


strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 
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2 Pseudoalteromonas 
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ref|NR_026218.1 
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ref|NR_026199.1| Kocuria kristinae 
36 Kocuria kristinae Bacteria; 

3; Micrococcaceae; Kocuria. 
ref|NR_026195.1]| Arthrobacter 


protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


AAGGCCTTTGGGTCGTAAAGCTCTGTCAACAAGGAAGAAGTTAAGATTGTTTAATAGATGATCTTATTGACGGTACTTGTGGAGGAAGCGCCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAACACGGGGGGCGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGTCTTATCGGTCAGATGTGAAAGCCCGGGGCTCAA 
CCCCGGACGTGCATTTGAAACAGTAAGACTTGAGTACGGGAGAGGAGAGAGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGATGGCG 
AAGGCATCTCTCTGGACCGATACTGACGCTGAGGCGCGAAGGCGTGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCACGCAGTAAACGATGTACACTAGGTG 
TAGCGGGTATTAAAACTTGCTGTGCCGCAGCTAACGCATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGACATCCTGTGAATTTCCCTTAAACGGGAAAGTGCCTTCGGGAGCACAG 
AGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGCAACCCTTATCTTCAGTTGCCAGCACATAATGGTGGGA 
ACTTTGGAGAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTAAATACA 
GAGGGCAGCGAGCCAGCGATGGTGAGCGAATCCCGAAAGTTTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGG 
ATCAGCATGCCGCGGTGAATATGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTTGATTATACCCGACGTCGCTGGGCTAACTATTTATAGANNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGCGGCGGACGGGTGAGTAATGCCTGGGAATCTGCCTTGTGGTGGGGGATAACGTTC 
GGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCGGGGGATCTTCGGACCTCGCGCCATTAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTA 
ATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAACCTAATACGTT 
ATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CGCGTAGGTGGTTCAGTAAGTTGGAAGTGAAATCCCCGGGCTCAACCTGGGAACTGCTTTCAAAACTGCTGAGCTAGAGTACGGTAGAGGGTGGTGGAATTTCCT 
GTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTA 
CGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACAT 
GCTGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAGCTCAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAA 
CGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTCACGGCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCA 
GTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGAACGGAGGAAGAGCTTGCTCTTCCAAAGTTAGTGGCGGACGGGTGAGTAACACGTGGGCAACCTG 
CCTGTAAGTTGGGGATAACTCCGGGAAACCGGGGCTAATACCGAATGATAGAGTGTGGCGCATGCCACGCTCTTGAAAGATGGTTTCGGCTATCGCTTACAGATG 
GGCCCGCGGTGCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGAAGAAGGTTTTCGGATCGTAAAGTACTGTT 
GTTAGAGAAGAACAAGGATAAGAGTAACTGCTTGTCCCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGAAGA 
CTGGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACG 
CTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGC 
AGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTGGAGACAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATTTTAGTTGCCAGCATTTAGTTGGGCACTCTAAAGTGACTGCCGGTGCAAGCCGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGTCGCGAAGCCGCGAGGTGGAGCCAAT 
CCCATAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTAGGGTAACCTTTATGGAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNCCTAGATTGAACGCTGCCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTTTGCTGACGAGCGGCGG 
ACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGCTCTCG 
CCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTA 
AAGCACTTTCAGTCAGGAGGAAAGCTTAGTGGTTAATACCCATTGAGTGTGACGTTAC TGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATA 
CGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCG 
AACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTC 
AACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGTTCTG 
TTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGATGGTTTGGTGCTTTCGGGAACTCTGATACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGT 
GATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACCTGCGAA 
GGTAAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCA 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNTTGATTAAGAGTTTGATCCTGGCTCAGGACGAACGCTNCGGCGCGCCTAACACATGCAAGTCGAACGAACGAACTAAGATTGCGGAAGTTTTCGGATG 
GAAGTGAACTTAGCTTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCTTTCAGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAAGACCAC 
AGTGCCACATGGCACAGTGATCAAAGGATTAATTTTCGCTGAAGGATGGACTCGCGTCTGATTAGCTAGATGGTGAGGTAACGGCCCACCATGGCAACGATCAGT 
AGCCGGACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCNAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTNATGC 
AGCGACGCCGCGTGAGGGAAGAAGGTTTTCGGATTGTAAACCTCTGTCTTCGGGGACGAAACAAATGACGGTACTCGAGGAGGAAGCCACGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAACTGCAAGTTGGGTGTTTAATCTACGGGCTCAACC 
CGTATCAGCATTCAAAACTGTGGTTCTTGAGTAATGCAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAG 
GCGGCCTACTGGGCATCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGATGATTACTAGGTGTGG 
GGAGATTGACCCTCTCCGTGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
AGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAAAACCTTACCAGGTCTTGACATCCAACGACCGCCTAAGAGATTAGGCTTTCTTCGGGACGTTGAGACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAATCCCCAACGAGCGCAACCCTTATTACTAGTTACTACGCAAGAGGACTCTAGTGAGACTGC 
CGTTCACAAAACGGAGGAAGTGGGGATGACGTCAAATCATGCCCTTTATGACCTGGGC TACACACGTACTACAATGGCTATTAACAGAGAGAAGCGAGACCGCAA 
GGTGGAGCAAACCTCAGAAAAATAGTCTCAGTTCGGATTGGGGGCTGCAACCCGCCCCCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCCGGGGGGACCCGAAGTCGGTAGTCTAACCGCAAGGAGGACGCCGCCGAAGGTAAAACTG 
GTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGG 
GTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATACGACCCGCCACCTCAT 
GGTGGAGGGTGGAAAGTTTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGG 
GGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTTCCAGTTCTCTGGAGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAAAGACCGGGGCTTAAC 
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571186 Bacteria_16S 4083582 4083504 7 85 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

571186 Bacteria_16S 4106019 4105941 7 85 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

571186 Bacteria_16S 4119620 4119542 5 83 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

571186 Bacteria_16S 4128815 4128745 15 85 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

571186 Bacteria_16S 4136400 4136322 5 83 gi|219846123|ref|NR_025713.1| Spiroplasma 


velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 


velocicrescens Bacteria; 


Tenericutes; Mollicutes; 


4135174 4136688 Spiroplasma 


Entomoplasmatales; 


Spiroplasmataceae; 


Spiroplasma. 


571186 Bacteria_16S 4137966 4137888 5 83 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

571186 Bacteria_16S 4144228 41441505 83 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

571186 Bacteria_16S 4150480 4150402 5 83 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

571186 Bacteria_16S 4152046 4151968 5 83 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

571186 Bacteria_16S 4153474 4153396 5 83 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

571186 Bacteria_16S 4156605 4156527 5 83 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

571186 Bacteria_16S 4171955 4171877 7 85 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

571186 Bacteria_16S 4184181 4184111 15 85 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

571186 Bacteria_16S 4199281 4199203 7 85 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

571186 Bacteria_16S 4214427 4214357 15 85 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

571186 Bacteria_16S 4215982 4215912 15 85 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

571186 Bacteria_16S 4217517 4217439 7 85 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

571186 Bacteria_16S 2746 2669 8 85 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

571186 Bacteria_16S 4299 4223 8 85 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

571186 Bacteria_16S 11561 11492 15 84 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

571186 Bacteria_16S 13150 13081 15 84 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

571186 Bacteria_16S 34632 34559 12 85 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
571186 Bacteria_16S 45032 44955 8 85 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

571186 Bacteria_16S 49581 49504 8 85 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
571186 Bacteria_16S 72388 72311 8 85 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

571186 Bacteria_16S 107226 107150 8 84 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
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NR_029157.1 
r 
tridium. 
NR_029100.1 
1 
es; Micrococ 
NR_029094.1 

398145 
cetales; Cor 


NR_029089.1 


omicromonosp 
NR_029079.1 
7 
Micrococcin 
NR_029049.1 
3 
n 


les; Pseudo 


NR_029043.1 


e; Thermomon 
NR_029034.1 
0 
Synergistace 
NR_029029.1 


e; Halomonas 
NR_029008.1 
° 


cardineae; P 


NR_029001.1 
Ottowia. 
NR_028999.1 
NR_028994.1 


Nocardiacea 
NR_028993.1 


5 546925 Entero 


aceae; Enter 
NR_028978.1 


1 Actinobaculum 


tinomycetace 
NR_028943.1 


19766 621178 


iliales; Nau 
NR_028928.1 


641107 642573 


tales; Micro 


265678607 |ref 


Clostridium tetani 


5 Clostridium tetani Bacteria; 


Methylomonas 

omonas aurantiaca 
Methylomonas. 
Clostridium sporogenes 

idium sporogenes 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Clostridium botulinum 
idium botulinum A 


Myceligenerans 
Myceligenerans 
cineae; 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Amycolatopsis 
Amycolatopsis 


ocardineae; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Dethiosulfovibrio 
Dethiosulfovibrio 

ae; Dethiosulfovibrio. 
Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Caminibacter profundus 


profundus Bacteria; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Enterobacter kobei 
bacter kobei Bacteria; 

obacter. 
Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 
Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


NR_028912.1 


Enterobacter cloacae 


662137 663647 Enterobacter cloacae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


cloacae complex. 


571186 Bacteria_16S 


strain DSM 30039 
Proteobacteria; 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


571186 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; 


strain B43 16S ri 
Proteobacteria; G 


571186 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
571186 Bacteria_16S 


strain YIM90005 1 


G 
571186 Bacteria_16S 


G 
571186 Bacteria_16S 


690682 690613 15 84 gi 
ammaproteobacteria; Enterobacteriales; 
692234 692165 15 84 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
704197 704120 8 85 gi 
ammaproteobacteria; Chromatiales; Chro 
717674 717605 15 84 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; 
768616 768547 
osomal RNA, partial 


Enterobacteriales; 
16 85 gi 
sequence 
Rhizobiales; 
8 85 


Hypho: 


774821 774744 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


571186 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


571186 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


571186 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


571186 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


571186 Bacteria_16S 


strain S1 16S rib 


777947 777870 8 85 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

782579 782502 8 85 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

819255 819186 15 84 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820760 820691 15 84 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
837632 837555 8 85 gi 
osomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


571186 Bacteria_16S 


strain K24 16S ri 


861838 861761 8 85 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


571186 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


571186 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
571186 Bacteria_16S 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
571186 Bacteria_16S 


strain Y9 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
571186 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


571186 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


571186 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


571186 Bacteria_16S 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 


Proteobacteria; G 


571186 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


571186 Bacteria_16S 


904295 904218 8 85 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
918256 918179 8 85 gi 
ibosomal RNA, partial sequence 
Cory 
919821 919744 8 85 gi 
ibosomal RNA, partial sequence 
Cory 
964607 964530 8 gi 
osomal RNA, partial sequence 


85 


Cory 
987573 987504 15 84 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
989153 989084 15 84 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
990733 990664 15 84 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
992304 992235 15 84 gi 


ammaproteobacteria; Enterobacteriales; 
1004543 1004474 15 84 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1039535 1039458 8 85 gi 


16S ribosomal RNA, partial sequence 689459 69096 


6S ribosomal RNA, partial sequence 702960 70436 


716437 71796 


767437 76891 


6S ribosomal RNA, partial sequence 773630 77513 


818049 81950 


819558 82101 


836449 83791 


860647 86213 


917039 91855 


918602 92011 


963457 96488 


987916 98944 


989496 99101 


265678589 


Enterobac 
265678588 
sequence 

ia; Entero 


265678580 


matiaceae; 
265678570 


Enterobac 
265678534 


microbiace 
265678530 


donocardin 
265678528 
sequence 
dae; Actin 


265678524 
sequence 
dae; Actin 


265678500 


Enterobac 
265678499 


Enterobac 
265678488 


nebacterin 
265678471 


donocardin 
265678442 
e 90307 
lales; Leg 
265678433 


nebacterin 
265678432 


nebacterin 
265678402 


nebacterin 
265678386 
98633 
cteriales; 
265678385 


Enterobac 
265678384 


Enterobac 
265678383 


Enterobac 
265678375 

10033 

Enterobac 
265678352 


ref |NR_028894.1 
teriaceae; Citro 
ref |NR_028893.1 

691014 692520 
bacteriales; Ent 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref|NR_028875.1 
8 Enterobacter 
teriaceae; Enter 
ref |NR_028838.1 


Devosia. 
NR_028834.1 


ae; 
ref 


eae; Pseudonocar 
ref|NR_028832.1 

776745 778221 
omycetales; Cory 


ref |NR_028828.1 

781358 782875 
omycetales; Micr 
ref|NR_028803.1 


teri 
ref 


aceae; Kluyv 
NR_028802.1 


teri 
ref 


aceae; Kluyv 
NR_028791.1 


eae; Nocardiacea 
ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref|NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


Gordoniacea 
NR_028704.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 

erobacteriaceae; 


Lamprocystis purpurea 


purpurea Bacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Gordonia 

Gordonia 
nebacterineae; 


Xylanimonas 
Xylanimonas 


ococcineae; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 
Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 

Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Legionella gresilensis 
ella gresilensis 
ionella. 

Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Citrobacter murliniae 

acter murliniae 

eae; Citrobacter. 

Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Nocardia arthritidis 


ref|NR_028654.1 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


571186 Bacteria_ 
strain IFM 0784 1 


16S 1041044 1040967 8 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


571186 Bacteria_ 
strain IFM 0575 1 


16S 1042582 1042505 8 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


571186 Bacteria_ 


strain IFM 10084 


16S 1044142 1044065 8 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


571186 Bacteria_ 


strain YZ-96 16S 


16S 1045698 1045621 8 85 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


571186 Bacteria_ 
strain IFM 0245 1 


16S 1053274 1053197 8 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


571186 Bacteria_ 
acidiphilus strai 
acidiphilus Bacte 
571186 Bacteria_ 
kisamuensis str 
tukisamuensis Bac 
Rho 


Nocardiaceae; 


16S 1063931 1063854 8 85 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
16S 1075818 1075741 8 85 gi 
ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
dococcus. 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


nebacterin 
265678348 


1044481 10459 


nebacterin 
265678342 


6S ribosomal RNA, partial sequence 1052113 10535 


nebacterin 
265678335 
uence 
acillaceae 
265678327 
uence 


571186 Bacteria_16S 1108963 1108886 8 85 gi| 265678303 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 11092 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Microbispora. 

571186 Bacteria_16S 1119542 1119473 15 84 gi|228716249 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 11198 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
571186 Bacteria_16S 1148314 1148237 8 85 gi| 253680758 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 11471 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
571186 Bacteria_16S 1172573 1172496 8 85 gi| 228719312 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 11713 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Syn 
Dethiosulfovibrio. 

571186 Bacteria_16S 1226911 1226834 8 85 gi| 219878300 
variabilis strain MX5 16S ribosomal RNA, partial sequence 12257 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Isoptericola. 

571186 Bacteria_16S 1246653 1246576 8 85 gi| 219857484 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 12468 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
571186 Bacteria_16S 1326683 1326606 8 85 gi| 219846136 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 13269 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
571186 Bacteria_16S 1384322 1384253 15 84 gi|228716944 


strain L1-82 16S 
Bacteria; 


571186 Bacteria_ 
strain M2000/95/1 
Proteob 


Bacteria; 


571186 Bacteria_ 
aerolata strain V 
Bacteria; Actinob 
Promicromonospora 
571186 Bacteria_ 
bernardiae strain 
bernardiae Bacter 


Arcanobacterium. 


571186 Bacteria_ 
strain 8025 16S r 
G 


Proteobacteria; 


571186 Bacteria_ 
pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 
571186 Bacteria_ 
pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 
571186 Bacteria_ 


Firmicu 


ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
16S 1443547 1443478 15 84 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
16S 1449659 1449582 8 85 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
16S 1458527 1458450 8 85 gi 
LcDc 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


16S 1512874 1512805 15 84 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
16S 1521861 1521784 8 85 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 

16S 1564164 1564087 8 85 gi 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

16S 1603987 1603910 8 


gi 


85 gi 


1383100 13845 


spiraceae; 
224581426 

14423 
llales; Pa 
224581421 
ce 14484 
ales; Micr 


224581414 
al sequenc 


Actinomyce 


219878127 


1511717 15130 


steurellac 
219857610 
ial sequen 
ae; Actino 


, 


219846103 
tial seque 


; Actinomy: 


219878475 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


; Al 
ref 


ref 
inea 
ref 


Ent 
ref 


eae; 
ref 


ergi 
ref 

ococ 
ref 


eae; 
ref 


eae; 
ref 


Ros 
ref 


steu 
ref 


ococ 
ref 

tale 
ref 


eae; 
ref 


myce 
ref 


nce 
ceta 


1062699 10642 


1074605 10759 
e; Actinomycet 


07 Microbispora 


15 1148603 Nocar 


45 1172849 Dethi 


22 1227193 Isopt 


80 Amycolatopsis 


29 1443825 Actin 


60 1449852 Promi 


e 1457334 14587 


ce 1520665 15221 


NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028637.1 
3 
icyclobacill 

NR_028629.1 
3 
e 


ales; Coryn 


NR_028605.1 


e; Streptosp 


NR_027549.1 


erobacteriac 
NR_028006.1 
d 
Nocardiacea 
NR_027582.1 
° 
stales; Syne 
NR_025439.1 
e 
m. 


cineae; Pro 


NR_025072.1 


Pseudonocar 
NR_025726.1 


44 Nocardia alba 


Nocardiacea 
NR_027557.1 


eburia. 
NR_027207.1 
° 
rellaceae; A 
NR_027202.1 
c 
cineae; Prom 
NR_027195.1 
1 
s; Actinomyc 
NR_025266.1 


Histophilus 
NR_025199.1 
5 
n 


tales; Cory 


NR_025693.1 
156296 


les; Pseudon 


ref 


Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Alicyclobacillus 
1 Alicyclobacillus 
us. 
Rhodococcus 
5 Rhodococcus 
bacterineae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Isoptericola 
ricola variabilis 
icromonosporaceae; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 

Promicromonospora 
romonospora aerolata 
icromonosporaceae; 


Arcanobacterium 
5 Arcanobacterium 


ineae; Actinomycetaceae; 


Histophilus somni 


77 Histophilus somni Bacteria; 


Nocardia 
6 Nocardia 
ebacterineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


NR_025614.1 


Brevibacterium 


1602772 1604264 Brevibacterium 


picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


571186 Bacteria_ 


strain Albert 19 
Proteobacteria; 


571186 Bacteria_ 


strain R2014 16S 
Actinobacteria; 


571186 Bacteria_ 


strain 888-76 16 
Proteobacteria; 


571186 Bacteria_ 


vancoresmycina s 
vancoresmycina B 
Pseudonocardiace 


571186 Bacteria_ 


balhimycina stra 
balhimycina Bact 
Pseudonocardiace 


571186 Bacteria_ 


keratiniphila su 


Actinomycetales; 


571186 Bacteria_ 


decaplanina stra 
decaplanina Bact 
Pseudonocardiace 


571186 Bacteria_ 


strain MG 417-CF 
Bacteria; Actino 
Amycolatopsis. 


571186 Bacteria_ 


strain R5292 16S 
Actinobacteria; 


571186 Bacteria_ 


strain Kb2 16S r 
Actinobacteria; 


571186 Bacteria_ 


LMG 19981 16S ri 
Proteobacteria; 


571186 Bacteria_ 


strain DSM 11713 
Firmicutes; Baci 


571186 Bacteria_ 


psychrotolerans 
psychrotolerans 


571186 Bacteria_ 


humiphilum strai 
humiphilum Bacte 
Intrasporangiace 


571186 Bacteria_ 


strain CCUG 4170 
Actinobacteria; 


571186 Bacteria_ 


marimammalium st 
marimammalium Ba 
Actinomycetaceae 


571186 Bacteria_ 


albidoflavus str 
albidoflavus Bac 
Pseudonocardiace 


571186 Bacteria_ 


radicidentis str 
radicidentis Bac 
Actinomycetaceae 


571186 Bacteria_ 


urogenitalis str 
urogenitalis Bac 
Actinomycetaceae 


571186 Bacteria_ 


strain 81H-380. 


16S 
9 


1667786 1667717 15 84 gi 
82 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 1669316 1669239 8 85 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Acti 
16S 1672391 1672322 15 84 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 1673806 1673729 8 85 gi 
train ST101170 16S ribosomal RNA, parti 
a 
ae; Amycolatopsis. 

16S 1675329 1675252 8 85 gi 
n DSM 44591 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
ae; Amycolatopsis. 

16S 1676828 1676751 8 85 gi 
bsp. nogabecina strain DSM 44586 16S ri 


i 


Pseudonocardineae; Pseudonocardiaceae; 
16S 1678345 1678268 8 85 gi 
n DSM 44594 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
ae; Amycolatopsis. 

16S 1679866 1679789 8 85 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


i 


b 


16S 1682970 1682893 8 85 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 1810712 1810635 8 85 
ibosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 1815324 1815247 8 85 
bosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 
16S 1891745 1891668 8 85 gi 


gi 


Acti 
gi 


Cory 
gi 


llales; Bacillaceae; Bacillus. 
16S 1893266 1893189 8 85 gi 
strain DSM 11706 16S ribosomal RNA, par 


Bacteria; Firmicutes; Bacillales; Bacil 
16S 1900990 1900913 8 85 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


n 
r 


ae; Ornithinimicrobium. 
16S 1908094 1908017 8 85 gi 
9 16S ribosomal RNA, partial sequence 


Actinobacteridae; Actinomycetales; Acti 
16S 1911077 1911000 8 85 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

16S 1926391 1926314 8 85 gi 
in IMSNU 22139 16S ribosomal RNA, part 


r 
Cc 


v 


a 
t 
ae; Amycolatopsis. 

16S 1932592 1932515 8 85 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

16S 1955327 1955250 8 85 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

16S 2002842 2002773 15 


a 
t 


’ 


a 
t 


, 


84 gi 


cteria; Actinobacteria; Actinobacterid 


eria; Actinobacteria; Actinobacteridae; 


219878430 

16665 
Enterobac 

219878429 


1668114 16695 
mycineae; 


no 
219878427 


1671187 16725 


Enterobac 
219878426 
al sequenc 
ae; Actino 


’ 


219878425 
sequence 
Actinomyc 


219878424 
bosomal RN. 


Amycolato 

219878423 
sequence 

Actinomyc 


219878422 
16786 
Pseu 


ales; 


219878420 


1681727 16832 


nomycineae 
219878329 


1809512 18109 


nebacterin 
219878326 


1814099 18155 


anthomonad 
219878270 


16S ribosomal RNA, partial sequence 1890504 18919 


219878269 
tial seque 
laceae; Ba 
219878263 
sequence 

Actinomyce 


219878258 
19068 
nomycineae 
219878256 
ial sequen 
e; 


219878244 
ial sequen 
; Actinomy: 
219878240 
al sequenc 
; Actinomy 
219878225 
al sequenc 


; Actinomy 


219878194 


Actinomycet 


Escherichia albertii 
ichia albertii Bacteria; 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Escherichia. 
ref|NR_025568.1| Actinomyces nasicola 
88 Actinomyces nasicola Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref|NR_025566.1| Enterobacter cowanii 
48 Enterobacter cowanii Bacteria; 
teriaceae; Enterobacter. 
ref|NR_025565.1| Amycolatopsis 

e 1672599 1674076 Amycolatopsis 
mycetales; Pseudonocardineae; 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


ref 
A, Pp 


NR_025563.1 
artial seque 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


ref|NR_025559.1| Actinomyces oricola 

34 Actinomyces oricola Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref|NR_025468.1| Gordonia westfalica 

89 Gordonia westfalica Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_025465.1| Fulvimonas soli strain 
95 Fulvimonas soli Bacteria; 

aceae; Fulvimonas. 

ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


ref 
nce 
cillus. 
ref |NR_025402.1 

1899804 190110 
tales; Micrococc 


NR_025408.1 
189204 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025395.1 
ce 1909867 191128 
ales; Actino 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Actinomyces 

2 Actinomyces 

mycineae; 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


ref |NR_025379.1| Actinomyces 
e 1931360 1932760 Actinomyces 
cetales; Actinomycineae; 


ref|NR_025364.1| Actinomyces 
e 1954098 1955520 Actinomyces 
cetales; Actinomycineae; 


ref |NR_025333.1| Leminorella grimontii 


16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 


571186 Bacteria_16S 
strain S3/2-161 16S ribosomal RNA, partial sequence 2004699 20 


2005919 2005850 15 84 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


571186 Bacteria_16S 
strain S$1/1-984 16S ribosomal RNA, partial sequence 2006247 20 


2007465 2007396 15 84 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


571186 Bacteria_16S 


2009009 2008940 15 84 gi 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacter 


Buttiauxella. 


571186 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
571186 Bacteria_16S 
strain DSM 5192 1 
Clost 
571186 Bacteria_16S 
roseopersicina st 
roseopersicina Bacteria; 
571186 Bacteria_16S 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
571186 Bacteria_16S 
elongatus strain 
elongatus Bacteri 


Firmicutes; 


Microbulbifer. 


571186 Bacteria_16S 
4568 16S ribo 
Gammaproteobacter 
571186 Bacteria_16S 
salipaludis strain SM-1 
Proteob 
571186 Bacteria_16S 
palatopharyngis s 
palatopharyngis B 
Pseudonocardiaceae; 
571186 Bacteria_16S 
strain YIM 90001 


DSM 


Bacteria; 


2010568 2010499 15 84 gi 


Gammaproteobacteria; Enterobacteriales; 
2051542 2051473 16 85 gi 


ridia; Clostridiales; Veillonellaceae; 
2062255 2062178 8 85 gi 
rain DSM 229 16S ribosomal RNA, partia 
Proteobacteria; Gammaproteobac 
2079019 2078942 8 85 gi 
DSM 20700 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Propionibacterium. 
2117117 2117040 8 

DSM 681 
a; 


85 gi 
0 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria 
2121643 2121574 15 84 gi 
Enterobacteriac 
85 gi 
16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2139814 2139737 8 85 gi 
train 1Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Amycolatopsis. 
2150385 2150308 8 


ia; Enterobacteriales; 


2138282 2138213 16 


85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


571186 Bacteria_16S 
strain F829 16S r 


2162344 2162267 8 85 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


571186 Bacteria_16S 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiaceae; 
571186 Bacteria_16S 
aetherivorans str 
aetherivorans Bac 


Nocardiaceae; 


Rhodococcu 
571186 Bacteria_16S 
strain K9951 16S 
Proteobacteria; 

571186 Bacteria_16S 
strain KMM 3582 1 
Proteobacteria; 
571186 Bacteria_16S 


2166985 2166908 8 85 gi 
s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 
Pseudonocardia. 

2174565 2174488 8 85 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
s. 
2188256 2188179 8 85 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 
2189781 2189704 8 85 gi 


gi 


Ss 
gi 


Gammaproteobacteria; Alteromonadales; 
2233642 2233565 8 85 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


571186 Bacteria_16S 


2238241 2238164 8 85 gi 


californiensis strain APO 16S ribosomal RNA, partial se 


californiensis Bacteria; 
571186 Bacteria_16S 
strain LRC 5382 1 
Clost 
571186 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 

571186 Bacteria_16S 


Firmicutes; 


Clostr 
gi 


Firmicutes; Clostridia; 
2290207 2290138 15 84 


ridia; Clostridiales; Lachnospiraceae; 
2334004 2333927 8 85 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2352011 2351934 8 


85 gi 


marinus strain srl2 16S ribosomal RNA, partial sequence 


Bacteria; 


Synergistetes; 


Synergistia; Synergistales; 


E 


E 


6S ribosomal RNA, partial sequence 2009346 20 


E 


6S ribosomal RNA, partial sequence 2050314 20 
Anaero 
219878149 


i 
te 


Ac 


qu 


v 


ea 


en 
na 


se 
da 


do 


ne 


al 
er 


s 


e; 


io 


he 


ne 


qu 


id 


L 


al 
e; 


219878192 


061 
nterobac 


219878191 


077 
nterobac 


219878190 
sequenc 
ia; Enterobact 


e 


219878189 


108 
nterobac 


219878158 


518 


sequence 
ria; 


tinomyce 


219857657 


ence 
Alteromo 


219857654 
somal RNA, partial sequence 2120505 2121907 Cedec 


e; Cedec 


219857643 


ce 21370 
dales; 


quence 
e; Actin 


219857635 
16S ribosomal RNA, partial sequence 2149165 21506 


nocardin 


219857627 
2161153 21625 


bacterin 


219857624 


sequenc 
idae; Ac 


219857619 


equence 


219857607 
2187032 21885 


nellacea 


219857606 
6S ribosomal RNA, partial sequence 2188558 21900 


wanellac 


219857577 


22324 
bacterin 


219857574 


ence 


iales; C 


219857539 
6S ribosomal RNA, partial sequence 2288984 22904 


achnobac 


219857507 


sequenc 


219857493 


Chromat 
219878137 
sequence 


Actinomycet 


ref 


teri 
ref 


teri 
ref 


ref 


teri 


ref 


ref 


ref 
tale 
ref 
2 
nada 
ref 
ead 


ea. 
ref 


ref 
2 
omyc 


ref 


eae; 
ref 


eae; 
ref 


tino 


ref 


ND 


ref 


e; L 
ref 


eae; 
ref 


eae; 
ref 


lost 
ref 


teri 
ref 


41 Buttiauxella 


2007792 20092 


50 Buttiauxella 


2061023 20624 
Chromatiaceae; Lamprocystis. 


2077807 20793 


115900 21173 
Alteromonadaceae; 


73 2138564 Microb 
Alter 
219857642 
138615 21400 


e 2165786 21672 


173451 217485 
Actinomycet 


22 2233905 Gordon 


2237029 22384 


e 2332775 23342 


NR_025331.1 


aceae; Butti 
NR_025330.1 


aceae; Butti 
NR_025329.1 
9 
eriales; Ent 
NR_025328.1 


aceae; Butti 
NR_025297.1 


NR_025288.1 
1 
iales; 
NR_025276.1 
2 
s; Propionib 
NR_025246.1 
9 
les; 


NR_025243.1 
avisae Bacte 


NR_025232.1 


omonadaceae; 
NR_025231.1 
4 
etales; Pseu 
NR_025224.1 


Pseudonocar 
NR_025216.1 


Nocardiacea 
NR_025213.1 
2 


mycetales; P 


NR_025208.1 


ales; Coryne 


NR_025196.1 


egionella. 
NR_025195.1 


Shewanella. 
NR_025165.1 


Gordoniacea 
NR_025162.1 
8 
ridiaceae; T 
NR_025127.1 


um. 
NR_025095.1 
9 


ales; Strept 


ref 


Buttiauxella izardii 


96 Buttiauxella izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 
sinus. 


Lamprocystis 
5 Lamprocystis 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Microbulbifer 
0 Microbulbifer 


Cedecea davisae strain 
ria; Proteobacteria; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Amycolatopsis 

1 Amycolatopsis 

donocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


Rhodococcus 
9 Rhodococcus 


bacterineae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Tindallia 
3 Tindallia 
indallia. 
Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


NR_025081.1 


Dethiosulfovibrio 


2350796 2352265 Dethiosulfovibrio marinus 


Synergistaceae; Dethiosulfovibrio. 


571186 Bacteria_16S 
limimaris strain 


Bacteria; 


571186 Bacteria_16S 


strain IMMIB D-1 


Bacteria; Firmic 


571186 Bacteria_16S 


strain SPS-1037 
Proteobacteria; 


strain AS4.1521 


strain ATCC 3353 
Bacteria; 


571186 Bacteria_16S 


strain Z-2189 16 
Firmicutes; Clos 


571186 Bacteria_16S 


strain 2074-AUS- 
Proteobacteria; 


beliardensis Bac 


571186 Bacteria_16S 


pachnodae strain 


Xylanimicrobium. 


571186 Bacteria_16S 


strain A3.12 16S 
Proteobacteria; 


thermoflava stra 
thermoflava Bact 
Pseudonocardiace 


571186 Bacteria_16S 


strain DSM 43194 


strain DSM 44262 


strain ATCC 5160 
Proteobacteria; 


strain CDC 0876- 
Bacteria; Proteo 


2355053 2354984 16 


2383938 2383861 8 


2399101 2399024 8 


utes; Bacillales; 


2411356 2411279 8 


2438714 2438637 8 


2462966 2462897 15 


2467608 2467539 15 


2503651 2503574 8 


teria; Proteobacteria; 


2514288 2514211 8 


2534009 2533940 15 


2610025 2609948 8 


ae; Amycolatopsis. 
2611598 2611521 8 


2613125 2613048 8 


2620945 2620876 15 


2636073 2636004 15 


2637637 2637568 15 


85 


DCB-M 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


85 


592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
571186 Bacteria_16S 
aquimarina strain 


85 


SW28 16S ribosomal RNA, partial sequence 
Planococcaceae; 


85 


85 


84 


1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


84 


S ribosomal RNA, partial sequence 


85 


85 


VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


84 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; 
571186 Bacteria_16S 


85 


85 


85 


84 


3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 
571186 Bacteria_16S 


84 


58 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Enterobacteriales; 
571186 Bacteria_16S 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 


84 


gi|219857491 


219857471 
23827 


gi 


219857461 
23978 


gi 


Sporosarcina. 


gi] 219857453 


16S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Tepidimonas. 
571186 Bacteria_16S 


gi|219857429 


16S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
571186 Bacteria_16S 


219857408 
24617 


gi 


gi] 219857405 
2466381 24678 


tridia; Clostridiales; Clostridiaceae; Clostridium. 
2502145 2502068 8 85 gi|219857381|ref|NR_024969.1 
E 16S ribosomal RNA, partial sequence 2500908 2502354 Legion 


Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
571186 Bacteria_16S 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 


gi|219857380 


Gammaproteobacteria; Legionellales; Legion 


gi| 219857368 
25130 


gi|219857355 
2532800 25342 


gi| 219857259 


in N1165 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


Actinomyc 


gi|219857258 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
571186 Bacteria_16S 


gi| 219857257 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
571186 Bacteria_16S 


219857252 
26197 


gi 
gi| 219857234 
26348 


219857233 
26364 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


571186 Bacteria_16S 


2642273 2642204 15 


84 


gi|219857230 


strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 26425 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
571186 Bacteria_16S 
M 43856 16S ribosomal RNA, partial sequence 26665 
bacteria; Actinobacteridae; Actinomycetales; 


taberi strain DS 
Bacteria; Actino 
Saccharopolyspor 


571186 Bacteria_16S 


strain JCM 3151 


Microbispora. 


571186 Bacteria_16S 


strain MS1-3 16S 


2667774 2667697 8 


a. 
2670832 2670755 8 


2678394 2678317 8 


85 


85 


85 


ribosomal RNA, partial sequence 


gi| 219857212 


gi|219857210 


16S ribosomal RNA, partial sequence 2669632 26710 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


gi] 219857204 
2677198 26786 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


571186 Bacteria_16S 


strain IFM 10088 


2688893 2688816 8 


85 


gi|219857197 


16S ribosomal RNA, partial sequence 2687699 26891 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


571186 Bacteria_16S 


2693361 2693284 8 


85 


gi|219857193 


silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 


2353808 2355330 Desulf 
Syntrophobacterales; Syntrophaceae 


Micrococcineae; 


Pseudonocardineae; P 


ref|NR_025079.1 


ref|NR_025059.1 
Nocardiacea 
ref|NR_025049.1 
69 2399376 Sporos 


ref |NR_025041.1 


ref|NR_025017.1 
Nocardiacea 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024993.1 


ref |NR_024968.1 


250240 


ref |NR_024956.1 
94 2514560 Xylani 


ref|NR_024943.1 
56 Peredibacter 


ref |NR_024890.1 
2608828 261032 
etales; Pseudono 
ref |NR_024889.1 
Pseudonocar 
ref|NR_024888.1 
18 Amycolatopsis 
Pseudonocar 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024858.1 
73 Desulfocella 
Desul 
ref |NR_024840.1 
99 2668066 Saccha 


ref |NR_024838.1 
87 Microbispora 
Streptosp 
ref |NR_024832.1 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 


Desulfomonile 
omonile limimaris 
; Desulfomonile. 
Nocardia abscessus 


52 2384208 Nocardia abscessus Bacteria; 


e; Nocardia. 
Sporosarcina 
arcina aquimarina 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 

Raoultella planticola 
ella planticola 

eae; Raoultella. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae 7 


Peredibacter starrii 


starrii Bacteria; 
Peredibacter. 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Kluyvera georgiana 

ra georgiana Bacteria; 
era. 

Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Desulfocella halophila 


halophila Bacteria; 


focella. 
Saccharopolyspora 

ropolyspora taberi 

seudonocardiaceae; 


Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 


ref|NR_024821.1 
2692168 269363 


Planotetraspora 
9 Planotetraspora 


silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Planotetraspora. 


571186 Bacteria_16S 2712827 27127475 85 gi|219857180|ref 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 27129 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571186 Bacteria_16S 2720366 2720289 8 85 gi|219857175|ref 


Streptospo 


NR_024808.1 


NR_024803.1 


rangineae; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Nocardia 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

571186 Bacteria_16S 2734117 2734040 8 85 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

571186 Bacteria_16S 2735607 2735530 8 85 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
571186 Bacteria_16S 2737097 2737020 8 85 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

571186 Bacteria_16S 2745939 2745862 8 85 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1l-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

571186 Bacteria_16S 2763693 2763624 15 84 gi|219857142|ref|NR_024770.1| Edwardsiella tarda 
strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 2763940 Edwardsiella tarda ATCC 15947 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 
571186 Bacteria_16S 2765209 2765140 15 84 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella ictaluri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

571186 Bacteria_16S 2766725 2766656 15 84 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

571186 Bacteria_16S 2781906 2781829 8 85 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

571186 Bacteria_16S 2783364 2783295 16 85 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

571186 Bacteria_16S 2798338 2798261 8 85 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 


Frankineae; Cryp 


571186 Bacteria_ 


strain MK703-102 
Actinobacteria; 


571186 Bacteria_ 


strain IAM 14851 
Actinobacteria; 


571186 Bacteria_ 


minutulum strain 
minutulum Bacter 


571186 Bacteria_ 


strain IFO 13613 
Proteobacteria; 


571186 Bacteria_ 


cyanogriseus str 
cyanogriseus Bac 
Pseudonocardiace 


571186 Bacteria_ 


strain JCM1240 1 
Proteobacteria; 


571186 Bacteria_ 


strain JCM1235 1 
Proteobacteria; 


571186 Bacteria_ 


strain JCM1237 1 
Proteobacteria; 


571186 Bacteria_ 


strain JCM1234 1 
Proteobacteria; 


571186 Bacteria_ 


strain JCM6051 1 


tosporangiaceae; Cryptosporangium. 

16S 2834668 2834591 8 85 gi 
F1 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 2902285 2902204 5 86 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 2928230 2928161 16 85 gi 
ATCC 19193 16S ribosomal RNA, partial 

ia; Proteobacteria; Gammaproteobacteria 
16S 2929707 2929638 16 85 gi 


Alphaproteobacteria; Rhizobiales; Methy 
16S 2938732 2938655 8 85 gi 
ain IFO 14455 16S ribosomal RNA, partia 
a 
ae; Actinoalloteichus. 

16S 2947940 2947871 15 84 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2949430 2949361 15 84 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2950918 2950849 15 84 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2952419 2952350 15 84 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


gi 


eria; Actinobacteria; Actinobacteridae; 


219856901 
28334 
nebacterin 
219856855 


16S ribosomal RNA, partial sequence 2901061 29025 


ococcineae 
219856838 
sequence 

; Oceanosp 
219856837 


16S ribosomal RNA, partial sequence 2928528 29299 
cystacea 


lo 
219856831 
1 sequence 
; Actinomy 


219856825 


2946729 29481 


Enterobac 
219856824 


2948221 29496 


Enterobac 
219856823 


2949709 29511 


Enterobac 
219856822 


2951208 29526 


Enterobac 


16S 2953917 2953848 15 84 gi 
6S ribosomal RNA, partial sequence 


219856821 


ref 


eae; 
ref 


7 Mi 
ref 


aad 
ref 


e; T 
ref 


ceta 
ref 


teri 
ref 


teri 
ref 


teri 
ref 


teri 


66 2834941 Nocar 


2927022 29284 


56 Terasakiella 


2937540 29390 


58 Enterobacter 


57 Enterobacter 


57 Enterobacter 


NR_024722.1 
d 

Nocardiacea 
NR_024674.1 


crobacteriac 
NR_024657.1 
7 
lales; Marin 
NR_024656.1 


erasakiella. 
NR_024650.1 
0 
n 


les; Pseudo 


NR_024644.1 


aceae; Serra 
NR_024643.1 


aceae; Enter 
NR_024642.1 


aceae; Enter 
NR_024641.1 


aceae; Enter 


ref 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Marinospirillum 

7 Marinospirillum 

ospirillum. 

Terasakiella pusilla 


pusilla Bacteria; 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 


NR_024640.1 


Enterobacter asburiae 


2952708 2954129 Enterobacter asburiae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


cloacae complex. 


571186 Bacteria_16S 


strain 10.268-1 1 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


571186 Bacteria_16S 


strain IFO 15059 
Actinobacteria; A 


571186 Bacteria_16S 


strain 441-1 16S 


Proteobacteria; G 


571186 Bacteria_16S 


strain HKI 0136 1 
Actinobacteria; A 


571186 Bacteria_16S 


strain 2Z2-7934 16S 
Firmicutes; Clost 


571186 Bacteria_16S 


strain HK1 0089 1 
Actinobacteria; A 


571186 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


571186 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


571186 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


571186 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


571186 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


571186 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


571186 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


571186 Bacteria_16S 


strain NCTC 10951 
Actinobacteria; A 


571186 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


571186 Bacteria_16S 


strain DSM 20541 
Actinobacteria; A 


571186 Bacteria_16S 


strain DSM 43205 
Actinobacteria; A 


571186 Bacteria_16S 


strain DSM43338 
Actinobacteria; A 


571186 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


571186 Bacteria_16S 


strain NCTC 11636 
Actinobacteria; A 


2985830 2985753 8 85 gi 


2987352 2987275 8 85 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2988878 2988801 8 85 gi 
ctinobacteridae; Actinomycetales; Cory 
2993434 2993358 8 85 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3040466 3040389 8 85 gi 


ctinobacteridae; Actinomycetales; Cory 
3102264 3102187 8 85 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
3133783 3133706 8 


Clostridiaceae; 
85 gi 


ctinobacteridae; Actinomycetales; Micr 
3243105 3243036 15 84 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


3271670 3271601 15 84 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3273208 3273139 15 84 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3367698 3367621 8 85 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3375208 3375139 16 85 gi 
Halobacteroida 

85 gi 


ridia; Halanaerobiales; 
3394876 3394799 8 


ctinobacteridae; Actinomycetales; Micr 
3396385 3396308 8 85 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3413222 3413145 8 85 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3429515 3429438 8 85 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
3457940 3457863 8 85 


s 
gi 


ctinobacteridae; Actinomycetales; Micr 
3473119 3473042 8 85 gi 


ctinobacteridae; Actinomycetales; Cory 
3474654 3474577 8 85 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3477703 3477626 8 85 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3482188 3482111 8 85 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 


571186 Bacteria_16S 


3503301 3503224 8 85 gi 


ne 


ar 
da 


ne 


io 


ne 


at 


oc 


qu 


, 


E 


E 


s 


ce 


oc 


en 
al 


no 


he 


oc 


ne 


ne 


al 
e; 


no 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


571186 Bacteria_16S 219846932 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 


219846928 
2992209 29936 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 


219846854 
3101054 31025 


219846833 
6S ribosomal RNA, partial sequence 3132587 31340 


219846759 


219846740 


219846739 


219846672 
Actinomyc 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 


219846648 


219846636 


219846625 


219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
219846593 


219846591 


219846588 


219846574 


ref 
bacterineae; 
ref 
uenc 
omyc 


tial seq 
e; Actin 
ref 
bacterineae; 
ref 
nellaceae; L 
ref 
bacterineae; 
ref 


ndallia. 
ref 
7 De 
ref 


occineae 


ence 
Desulfovibri 
ref 
32704 
nterobacteri 
ref 
32719 
nterobacteri 
ref 
equence 
etal 


ref 


ia. 
ref 


ae; Oren 


, Br 
ref 


occineae 


ce 33951 
es; Micrococ 
ref 
34120 
mycineae 


¢ Ac 
ref 
34282 
wanellaceae; 
ref 
> Mi 
ref 


occineae 


bacterineae; 
ref 
34734 
bacterineae; 
ref 
sequenc 


Actinomycet 


ref 
34809 
mycineae 


¢ Ac 
ref 


47 3271933 Shige 


84 3273471 Shige 


3366504 33679 


98 3396650 Promi 


06 3413422 Actin 


93 3429730 Shewa 


69 Nesterenkonia 


44 3474924R 


e 3476498 3 


66 3482380 Actin 


NR_026525.1 


Nocardiace 
NR_026524.1 
e 298615 
etales; Cory 


NR_026523.1 


Gordoniacea 
NR_026520.1 


egionella. 
NR_026488.1 


Gordoniacea 
NR_026446.1 


NR_026425.1 


rmacoccaceae 
NR_026351.1 


3241884 324339 


onales; Desu 
NR_026332.1 
1 
aceae; Shige 
NR_026331.1 
1 
aceae; Shige 
NR_026264.1 
5 
s 


es; Strepto 


NR_026259.1 


NR_026241.1 


evibacteriac 
NR_026240.1 
co 
cineae; Pro 
NR_026228.1 
° 
tinomycetace 
NR_026217.1 
n 
Shewanella 
NR_026197.1 


crococcaceae 
NR_026186.1 


Nocardiacea 
NR_026185.1 
hodoc 

Nocardiacea 
NR_026183.1 
47797 
ales; Coryne 
NR_026180.1 
° 
tinomycetace 
NR_026166.1 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
a 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Legionella brunensis 


81 Legionella brunensis Bacteria; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Streptosporangium 
3 Streptosporangium 
porangineae; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


micromonosporaceae Hi 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Shewanella benthica 
ella benthica Bacteria; 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Rhodococcus opacus 


’ 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 

Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Brevibacterium linens 


strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 


TCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGA 
AGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGT 
GGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACTCGCAGAGATGTGAGGTCATTTAGTTGGCGGGTG 
ACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGAC 
TCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAAT 
GGGCGTGCGATACCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGG 
ATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGCGGCCTAACCCCTTGTGGGAG 
GGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATTAAG 
AGTTTGATCCTGGCTCAGGACGAACGCTNCGGCGCGCCTAACACATGCAAGTCGAACGAACGAATTAAATTAGCTGAAGTTTTCGGATGGAAGCAGATTTAGCTT 
AGTGGCGAACGGGTGAGCAACACGTGAGTAACCTGCCTTTCAGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAAGACCACAGTACCGCATGGTACC 
GTGATCAAAGGATTTATTCGCTGAAGGATGGACTCGCGCCTGATTAGCTAGATGGTGAGGTAACGGCCCACCATGGCAACGATCAGTAGCCGGACTGAGAGGTTG 
ATCGGCCACATTGGGACTGAGACACGGCCNAGACTCCTACGGGAGGCAGCNGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGG 
AAGAAGGTTTTCGGATTGTAAACCTCTGTCTTCGGGGACGAAACAAATGACGGTACTCGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAACTGCAAGTTGGGTGTTTAATCTACGGGCTCAACCCGTATCAGCATTCAAAAC 
TGTGGTTCTTGAGTAATGCAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCATCA 
ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGATGATTACTAGGTGTGGGAAGATTGACCCTTTCCG 
TGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCAACGACCGCCTAAGAGATTAGGCTTTCTTCGGGACGTTGAGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAATCCCCAACGAGCGCAACCCTTATTACTAGTTACTACGCAAGAGGACTCTAGTGAGACTGCCGTTCACAAAACGGAGGA 
AGTGGGGATGACGTCAAATCATGCCCTTTATGACCTGGGCTACACACGTACTACAATGGCTATTAACAGAGAGAAGCGAGACCGCAAGGTGGAGCAAACCTCAGA 
AAAATAGTCTCAGTTCGGATTGGGGGCTGCAACCCGCCCCCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGAGAGCCGGGGGGACCCGAAGTCGGTAGTCTAACCGCAAGGAGGACGCCGCCGAAGGTAAAACTGGTGAANNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACCGGCGCACGGGTGCGTAACGCGTGTACAATCTACCTTTTACTGGGGAATAGCCCGAAGAAATTTGG 
ATTAATGCCCCATAGTATAGCACTGTGGCATCACAGAGCTATTAAAGCTTCGGTGGTAAGAGATGAGTACGCGTTCTATTAGTTAGTTGGTGAGGTAACGGCTCA 
CCAAGGCAACGATAGATAGGGGTTCTGAGAGGGATGTCCCCCACACTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAAT 
GGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGATGACGGCCTTATGGGTTGTAAACTGCTTTTGTATGGGAAGAATAAGGGGTACGTGTACTCTGATGACGG 
TACTATATGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCTGTAGGCGGGC 
TATTAAGTCAGAGGTGAAAGCACTGAGCTCAACTGAGTAACTGCCTTTGAAACTGATAGTCTTGAATACTTACGAAGTAGCTGGAATGTGTAGTGTAGCGGTGAA 
ATGCTTAGATATTACACAGAACACCGATAGCGAAGGCATGTTACTAGCAGGTTATTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCTGTAAACGATGGATACTAGCTGTTTGCGAGAAATTGTGAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGCACGCAAGTGTGAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGTTTAAATGGGAAACGACGTAGGTA 
GAGATACCTATTTCTTCGGACGCTTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGCCAT 
TATTTGCCAGCGATTCGAGTCGGGCACTATTGTGGGACTGCCCGTGCAAACCGTGAAGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACATCTTGGGCTA 
CACACGTGCTACAATGGTCGTTACAGAGAGCAGCGAGCGGGTGACCGTGAGCGAATCTTGAAAGACGATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTG 
AAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTATCTGAAG 
ACGGTAACCGAAAGGAACTGTTTAGGGTAAAACTAGTGACTGGGGCTGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCG 
CGCCTAACCCATGCAAGTCGTGCGGGAAAGGGCTTCGGCCCTAGTACCGCGGCAGACGAGTGAGTAACACGTGAGTAACCTGTCCTCGGGTCTGGGATAACTATC 
CGAAAGGGTAGACAATACCGGATAAAGTCACCGGACGCAAGTTCGGTGATGAAAGGGGGCCTCTGCATAGCAAGCTCCTGCCTGAGGAGGGGCTCGCGGCCCATC 
AGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACGCGGGCACTGAGACACGGGCCCGACTCCTACGGGAG 
GCAGCAGGGGGGAATCTTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGGGGGAAGAAGGCCTTCGGGTCGTAAACCCCTGTTCTGGAGGAAGAACTT 
CAGATAGGTGAACAACCTATCTGAACTGACGGTACTCCAGGAGAAAGCCACGGCTAACTGCGTGCCAGCAGCCGCGGTAATACGCAGGTGGCGAGCGTTGCCCGG 
AATCACTGGGCGTAAAGGGTGCGTAGGCGGCTGGACAAGTCATAGGTTAAAGCCCGGAGCTCAACTCCGGAAAGGCCTATGATACTGTCTGGCTTGAGGGCCGGA 
GAGGCTGGCGGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGGGAGGAACACCGGTGGGGAAGCCTNCCAGCTGGACGGATCCTGACGCTGAGGCACGAAA 
GCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGGCGCTAGGTGTGGGGGTAAAACCTCTGTGCCGTAGCTAACGCGTTAAGCGCC 
CCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCAAAGCGAAGAACCTTA 
CCTGGGTTTGACATGCTAGGGTTGTACCCTGGTGGAAACACTGGGGGAGCGTAGGGTTTATCTCTACGCGCTCTAGCACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCATCGGTTCGGCCGGGCACTCTAAGGGGACTGCCGGGGATAACCCGGA 
GGAAGGAGGGGATGACGTCAAGTCCTCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGGGGGTACAGAGGGTTGCGAACCTGCAAGGGGGAGCTAAT 
CCCAGAAAGCCCTCCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCCGGAATCGCTAGTAATGGCGGATCAGCATGCCGCCGTGAATGCGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCACGGAAGCTGGCTCCACCCGAAGTCGTTACCCTAACCAGGCTCTGTCTGGAGGGGGACGNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGCTACCTTCGGGTAGTGAGTAAAGCGGCGGACGGGTGA 
GTAACACGTGGGGAACATACCTTTAAGACTGGGATAACTTCTGTAAAGGGAAGCTAATACCGGATAATCTCCTTTCGGAGCAAAGATGGCTTATTATGCTATTGC 
TTAGAGATGGGCCCGCGTCCCATTAGCTAGTTGGTGAGATAAAAGCTCACCAAGGCAACAATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTCCACAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAA 
AGCTCTGTCTTTAGGGAAGAATACTTTAATTGTGAATAACAGCTAGGGTTGACGGTACCTATAAAGGAAGCCCTGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGAGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTACGCAGGCGGTCTAGTAAGTCAGAGGTGAAATCCACCGACTCAATCGGCGAACTGCCTTTGA 
AACTACTGGACTTGAGGATAAGGGAAGAAAGTGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGAACATCAATGGCGAAGGCAACTTTCTATCTT 
ATCCCTGACGCTGAGGTACGAAAGCTAGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGCTGGATACTAGGTGTTGGGGGTTCGATTCCCT 
CGGTGCCGGAGTTAACGCATTAAGTATCCCGCCTGGGGATTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGT 
TTAATTCGAAGCAACGCGAAGAACCTTACCAGAACTTGACATCCCGTGACTACCTGTGAGAGCAGGGTTAATCTTTTGGAGGACACGAAGACAGGTGGTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCAGCACGTCAAGGTGGGGACTCTAAGGAGACTGCC 
GCGGAAAAACGCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTTCTGGGCTACACACGTGCTACAATGGTCTGTACAAAAGGTTGCGATACCG 
CGAGGTTTAGCAAATCCTGAAAAGCAGATCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAGTCGCTAGTAATCGCGGATCAGAACGCCACGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGCACCAGAAGTCGTTTAAGGACGCCGAAGGTGTGCCTGATAAGGGGGGTGA 
AGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGAACGAACGCTGGCG 
GCGTGCTTAACACATGCAAGTCTAGGGGAATTAACCTTCGGGTGAAGTTTCACTGGCGAACGGGTGAGTAACGCGTGAGGAACCTGCCTCAGAGATTGGGACAAC 
ACAGAGAAATTTGTGCTAATACCGGATAAGCCCACGTACTTAGCTGTGTGTGGGAAAAGGCGGGGTAACCTGCCGCTTTGAGATGGCCTCGCGTGCCATTAGCTA 
GTTGGTAGGGTAATGGCCTACCAAGGCTACGATGGCTAGGCGGCCTGAGAGGGTGGCCGCCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATTTTGCGCAATGACCGTAAGGTTGACGCAGCAACGCCGCGTGTATGATGAAGGCTTTCGGGTCGTAAAGTACTTTCAGCAGGGAAGAATGGTAAGG 
GGAGTAACTGCCCTTTAATTGACGGTACCTGCAGAAGCAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTTCGGAGTCACT 
GGGCGTAAAGAGCTCGTAGGCGGCAGTGTAAGTCGGGAGT TAAAGGCAAGAGCTTAACTGTTGTAAGGCTTCTGAAACTACATTGCTAGAGTACCAGAGAGGTAA 
GCGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCGGTTGCGAAGGCGGCTTACTGGCTGGTAACTGACGCTGAGGAGCGAAAGCGTGGG 


571186 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
571186 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; 


strain NCIMB 629 
Firmicutes; Bacil 


571186 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


571186 Bacteria_16S 


G 
571186 Bacteria_16S 


3572069 3571992 8 85 gi| 219846528 |ref|NR_026120.1 
ribosomal RNA, partial sequence 3570843 35723 
Bifidobacteriales; Turicella. 
3576615 3576538 8 85 gi|219846525|ref|NR_026117.1 
ribosomal RNA, partial sequence 3575389 35768 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
3610223 3610143 5 85 gi|219846499|ref|NR_026091.1 
16S ribosomal RNA, partial sequence 3608971 36104 
lales; Planococcaceae; Planococcus. 
3658648 3658571 8 85 gi|219846466|ref|NR_026058.1 
in ACAM 456 16S ribosomal RNA, partial sequence 3657404 365891 
eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
3678542 3678473 15 84 gi|219846452|ref|NR_026043.1 


Shewanellaceae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Shewanella 
0 Shewanella 
Shewanella. 
Deferribacter 


thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

571186 Bacteria_16S 3695152 3695083 16 85 gi| 219846441 |ref|NR_026032.1| Pasteurella aerogenes 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

571186 Bacteria_16S 3696588 3696519 16 85 gi|219846439|ref|NR_026030.1| Actinobacillus 
porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

571186 Bacteria_16S 3735413 3735336 8 85 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

571186 Bacteria_16S 3798353 3798277 8 85 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

571186 Bacteria_16S 3837798 3837718 5 85 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

571186 Bacteria_16S 3903507 3903430 8 85 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
571186 Bacteria_16S 3906628 3906551 8 85 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

571186 Bacteria_16S 3951531 3951454 8 85 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

571186 Bacteria_16S 3962038 3961961 8 85 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 


strain ATH 2.2.1 


16S ribosomal RNA, partial sequence 3960828 39622 


78 Rubrivivax gelatinosus Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 

571186 Bacteria_16S 4028982 4028905 8 85 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

571186 Bacteria_16S 4050272 4050195 8 85 gi| 219846187 |ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
571186 Bacteria_16S 4057637 4057568 16 85 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

571186 Bacteria_16S 4062169 4062092 8 85 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
571186 Bacteria_16S 4068238 4068169 16 85 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

571186 Bacteria_16S 4069777 4069708 16 85 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

571186 Bacteria_16S 4075793 4075716 8 85 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

571186 Bacteria_16S 4082011 4081934 8 85 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

571186 Bacteria_16S 4113624 4113547 8 85 gi|219846142|ref|NR_025732.1| Brevibacterium 


permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


4112427 411388 


5 Brevibacterium 


571186 Bacteria_16S 4235662 4235593 15 84 gi|219846045|ref|NR_025635.1| Klebsiella variicola 


strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 
571186 Bacteria_16S 4246167 4246098 15 84 gi|219722938|ref|NR_024570.1| Escherichia coli 


strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

571186 Bacteria_16S 40434 40354 5 85 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
571186 Bacteria_16S 81242 81162 5 85 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 
571186 Bacteria_16S 134771 134691 5 85 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 


571186 Bacteria_16S 155971 155891 5 85 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 181778 181710 16 84 gi| 265678942 |ref|NR_029250.1| Clostridium 


proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
571186 Bacteria_16S 421867 221787 5 85 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
571186 Bacteria_16S 308433 308353 5 85 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
571186 Bacteria_16S 321945 321865 5 85 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


571186 Bacteria_16S 424138 424058 5 85 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571186 Bacteria_16S 453478 453398 5 85 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 
571186 Bacteria_16S 455077 454997 5 85 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 

Firmicutes; Bacillales; Macrococcus. 


571186 Bacteria_16S 490160 490080 5 85 gi| 265678725 |ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

571186 Bacteria_16S 499412 499332 5 85 gi|265678719|ref|NR_029024.1| Hydrogenophaga 


defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

571186 Bacteria_16S 500964 500884 5 85 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


571186 Bacteria_16S 502552 502472 5 85 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571186 Bacteria_16S 532915 532835 5 85 gi|265678697|ref|NR_029002.1| Bacillus drentensis 


strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
571186 Bacteria_16S 540558 540486 15 87 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 
571186 Bacteria_16S 552874 552790 1 85 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


571186 Bacteria_16S 565098 565018 5 85 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
571186 Bacteria_16S 583108 583032 8 84 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

571186 Bacteria_16S 586094 586014 5 85 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 


571186 Bacteria_ 


strain CMS90 16S 
Actinobacteria; 


571186 Bacteria_ 


strain WoG13 16S 
Firmicutes; Clos 


571186 Bacteria_ 


strain CK74 16S 
Firmicutes; Clos 


571186 Bacteria_ 


litoralis strain 
Bacteria; Proteo 


571186 Bacteria_ 


strain IMI 35987 
Proteobacteria; 


571186 Bacteria_ 


pseudoflava stra 
Bacteria; Proteo 


571186 Bacteria_ 


strain 146 16S r 
Proteobacteria; 


571186 Bacteria_ 


psychrophila str 
psychrophila Bac 
Simplicispira. 


571186 Bacteria_ 


strain LMG 4393 
Proteobacteria; 


571186 Bacteria_ 


strain 4A 16S ri 
Proteobacteria; 


571186 Bacteria_ 


strain II-2 16S 


Bacteroidetes; S 


571186 Bacteria_ 


acetoxidans stra 
acetoxidans Bact 
Desulfobacca. 


571186 Bacteria_ 


autotrophica str 
autotrophica Bac 
Sulfurimonas. 


571186 Bacteria_ 


ryukyuensis stra 
ryukyuensis Bact 


571186 Bacteria_ 


strain TO-931 16 
Firmicutes; Clos 


571186 Bacteria_ 


strain I-273 16S 
Actinobacteria; 


571186 Bacteria_ 


CMS 76r 16S ribo 
Actinobacteridae 


571186 Bacteria_ 


strain Se-3111 1 
Actinobacteria; 


571186 Bacteria_ 


strain 2DT 16S r 
Firmicutes; Baci 


571186 Bacteria_ 


carnosus subsp. 
carnosus subsp. 


571186 Bacteria_ 


DSM 9799 16S rib 
Proteobacteria; 


571186 Bacteria_ 


obscurus DSM 431 
43160 Bacteria; 
Geodermatophilus 


571186 Bacteria_ 


strain E58 16S r 
Chlamydiae; Chla 


16S 647005 646925 5 85 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

16S 666503 666423 5 85 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
tridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

16S 684485 684417 16 84 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
tridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 935283 935215 16 84 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 

JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
bacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
16S 942955 942875 5 85 gi|265678417|ref|NR_028719.1| Comamonas terrigena 

0 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

16S 946081 946001 5 85 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 

in GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
bacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

16S 952331 952251 5 85 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
ibosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

16S 953882 953802 5 85 gi|265678410|ref|NR_028712.1| Simplicispira 

ain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

16S 955442 955362 5 85 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

16S 967775 967695 5 85 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
bosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

16S 979824 979756 15 83 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 
ribosomal RNA, partial sequence 978631 980048 Lewinella cohaerens Bacteria; 
phingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

16S 1027345 1027265 5 85 gi|265678360|ref|NR_028662.1| Desulfobacca 

in ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
eria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 

16S 1054771 1054703 16 84 gi| 265678341 |ref|NR_028643.1| Sulfurimonas 

ain OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 
teria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 

16S 1056295 1056215 5 85 gi|265678340|ref|NR_028642.1| Paraliobacillus 

in 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

16S 1101299 1101231 16 84 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
tridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 1116580 1116500 5 85 gi| 265678298 |ref|NR_028599.1| Kineosporia succinea 
ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

16S 1139247 1139167 5 85 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 
somal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 

; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

16S 1222366 1222286 5 85 gi|219878356|ref|NR_025495.1| Salana multivorans 

6S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

16S 1297627 1297547 5 85 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
ibosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
llales; Bacillaceae; Bacillus. 

16S 1322097 13220175 85 gi| 228715346 |ref|NR_027518.1| Staphylococcus 
carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

16S 1343511 13434315 85 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
osomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 

16S 1345068 1344988 5 85 gi|228721038|ref|NR_027601.1| Geodermatophilus 

60 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 

16S 1367623 1367555 16 84 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 


ibosomal RNA, complete sequence 
mydiales; Chlamydiaceae; Chlamydophila. 


1366379 1367926 Chlamydophila pecorum E58 Bacteria; 


571186 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


571186 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


1378382 1378302 5 85 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1454107 1454027 5 85 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


571186 Bacteria_16S 


strain DSM 20127 


571186 Bacteria_1 


goodfellowii stra 
goodfellowii DSM 


228717562 
ce 13771 
nadales; 


224581418 
1 sequence 
ridae; Act 


1502379 1502299 5 85 gi|219846604 
16S ribosomal RNA, complete sequence LS021 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
6S 1565629 1565550 5 84 gi|219846059 
in LB57 16S ribosomal RNA, partial sequence 
19756 Bacteria; Fusobacteria; Fusobacteriales; F 
6S 1583856 1583776 5 85 gi| 219878489 


571186 Bacteria_1 


strain LMG 22166 
Firmicutes; Bacil 


571186 Bacteria_1 


strain LMG 22165 
Firmicutes; Bacil 


571186 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


571186 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


571186 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


571186 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


571186 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


571186 Bacteria_16S 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


571186 Bacteria_16S 


decolorationis st 
decolorationis Ba 


571186 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


571186 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


571186 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


571186 Bacteria_16S 


strain CF-25 16S 
Actinobacteria; A 


571186 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


571186 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


571186 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


571186 Bacteria_16S 


strain M384 16S r 
Bacteroidetes; Ba 


571186 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


571186 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


Viridibacillus. 
85 gi 


lales; 
6S 


Planococcaceae; 
1585411 15853315 


Viridibacillus. 
85 gi 


lales; Planococcaceae; 
1586966 1586886 5 
osomal RNA, partial sequence 
laceae; Bacillus. 


1631120 16310405 85 


gi 
lales; Bacillaceae; Bacillus. 
1637246 1637166 5 85 
omal RNA, partial sequence 
laceae; Bacillus. 

1638737 1638657 5 
omal RNA, partial sequence 
laceae; Bacillus. 

1725795 17257155 


gi 


85 gi 


85 gi 
etaproteobacteria; Burkholderiales; Co: 
1799934 17998545 85 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


1803023 1802943 5 85 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1842865 1842785 5 85 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1941535 19414555 85 gi 
lales; Bacillaceae; Bacillus. 
1946244 19461645 85 gi 
lales; Bacillaceae; Bacillus. 
1958285 1958205 5 85 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1973296 1973228 16 84 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1974886 1974806 5 85 gi 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Marinibacillus. 
1976453 1976385 16 84 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
2046858 2046790 15 83 gi 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2072942 2072874 15 83 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2192840 21927605 85 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


gi 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


219878487 


1585730 15872 


219878456 


16S ribosomal RNA, partial sequence 1629885 16313 


219878452 


1636012 1637452 Bacil 


219878451 


1637503 1638932 Bacil 


219878391 


6S ribosomal RNA, partial sequence 1724592 17259 


mamonadace 
219878336 

quence 

Actinomyc 


219878334 
ial sequen 
aceae; Bac 
219878307 


1841624 18431 


219878234 


16S ribosomal RNA, partial sequence 1940300 19418 


219878231 


16S ribosomal RNA, partial sequence 1945009 19464 


219878223 


1957067 19585 


ococcineae 
219878213 


1972100 19735 


Clostridiu 
219878212 


1973642 19751 


219878211 
ce 19752 
acterales; 
219878161 


2045623 20471 


ae; Prevot 
219878142 

20717 
ae; Prevot 
219857604 


Alter 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


ref|NR_027564.1 
67 1378635 Teredi 
omonadales g 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


ref|NR_026196.1| Sinomonas atrocyanea 
62 1502633 Sinomonas atrocyanea Bacteria; 
; Micrococcaceae; Sinomonas. 
ref|NR_025649.1| Leptotrichia 

1564412 1565896 Leptotrichia 
usobacteriaceae; Leptotrichia. 
ref|NR_025628.1| Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 


humi strain 
Firmicutes; 


Bacillus 
Bacteria; 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


Bacillus soli strain 
a; Firmicutes; 


ref 
lus 


NR_025591.1 
soli Bacteri 


Bacillus vireti strain 
ria; Firmicutes; 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025530.1| Comamonas kerstersii 

36 Comamonas kerstersii Bacteria; 

ae; Comamonas. 

ref|NR_025475.1 
1798724 180016 

etales; Micrococ 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Bacillus 
0 Bacillus 


ref |NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


Arthrobacter luteolus 
65 Arthrobacter luteolus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_025352.1| Clostridium akagii 

91 Clostridium akagii Bacteria; 

m. 
ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref |NR_025362.1 


, 


ref|NR_025350.1 
15 1976722 Desulf 


Desulfobacula 
obacula phenolica 
Desulfobacteraceae; Desulfobacula. 
ref|NR_025300.1| Prevotella albensis 
17 Prevotella albensis Bacteria; 


ella. 

ref|NR_025281.1|] Prevotella enoeca 

29 2073175 Prevotella enoeca Bacteria; 
ella. 

ref|NR_025192.1| Amphibacillus tropicus 


2191612 2193037 Amphibacillus tropicus Bacteria; 


571186 Bacteria_16S 
thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 

571186 Bacteria_16S 
strain KF46F 16S 
Proteobacteria; 

571186 Bacteria_16S 
strain KCTC 12005 
Proteobacteria; 
571186 Bacteria_16S 
canadensis strain 
canadensis Bacter 


Helicobacter. 


571186 Bacteria_16S 
sulfonivorans str 
sulfonivorans Bac 


2236726 2236658 16 84 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


2305199 2305119 5 85 

ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 
2315841 23157615 85 gi 
16S ribosomal RNA, partial sequence 

Betaproteobacteria; Burkholderiales; Co 
2332448 2332380 16 84 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


gi 


2347513 2347433 5 85 gi 


teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


571186 Bacteria_16S 
methylotrophus st 
methylotrophus Ba 
Micrococcaceae; 
571186 Bacteria_16S 
australiense stra 


2349022 2348942 5 85 gi 
rain TGA 16S ribosomal RNA, partial se 


Arthrobacter. 
2359681 2359601 5 85 gi 
in LCDC-98A072 16S ribosomal RNA, part 


australiense Bacteria; Actinobacteria; Actinobacteridae 


Propionibacteriac 


571186 Bacteria_16S 2364278 2364210 16 84 gi| 219857485 
strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 23645 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
571186 Bacteria_16S 2517319 2517239 5 85 gi| 219857366 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Acti 
Micrococcaceae; Arthrobacter. 

571186 Bacteria_16S 2563911 2563843 16 84 gi| 219857335 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequen 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; C 
Helicobacter. 

571186 Bacteria_16S 2588494 2588414 5 85 gi| 219857276 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioidaceae; Friedmanniella. 

571186 Bacteria_16S 2645395 2645315 5 85 gi| 219857228 
intermedia strain S1 16S ribosomal RNA, partial sequence 26441 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
571186 Bacteria_16S 2672313 2672245 16 84 gi| 219857208 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 26725 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
571186 Bacteria_16S 2699289 2699209 5 85 gi| 219857189 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacil 
Bacillales; Bacillaceae; Bacillus. 

571186 Bacteria_16S 2702381 2702313 15 83 gi| 219857187 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 27026 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
571186 Bacteria_16S 2726503 2726423 5 85 gi| 219857170 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 27267 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571186 Bacteria_16S 2729589 2729509 5 85 gi| 219857168 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae 
571186 Bacteria_16S 2731096 2731016 5 85 gi| 219857167 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 27313 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae 
571186 Bacteria_16S 2769756 2769676 5 85 gi| 219857138 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 27700 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571186 Bacteria_16S 2801386 2801306 5 85 gi| 219857116 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
571186 Bacteria_16S 2873304 2873224 5 85 gi| 219856876 


eae; Propionibacterium. 


2303983 23054 


ain ALL 16S ribosomal RNA, partial sequence 
Actinomycet 


cteria; Actinobacteria; Actinobacteridae; 


219857575 
quence 
eria; Desu 
219857526 


mamonadace 
219857519 
23146 
mamonadace 
219857508 
sequence 
ria; Campy 


219857496 
e; 
219857495 


quence 
Actino: 


219857488 
ial sequen 


; Actinomyceta 


ref|NR_025163.1 
2235498 223697 
lfovibrionales; 
ref|NR_025114.1 
ae; Xenophilus. 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


ref|NR_025084.1 
2346319 234777 
ales; Microc 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


ref|NR_025076.1 
ce 2358483 235995 
les; Propion 
ref|NR_025073.1 
eae. 
ref|NR_024954.1 

2516115 251756 
nomycetales; Mic 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


ref |NR_024907.1 
2587275 258874 
ales; Propioniba 


ref |NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy 
ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_024817.1 
lus asahii Bacte 
ref|NR_024815.1 
ella. 
ref |NR_024798.1 


ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024795.1 
50 Plesiocystis 
; Nannocystaceae 
ref|NR_024766.1 


ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Helicobacter 
0 Helicobacter 


; Helicobacteraceae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 
Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Bacillus asahii strain 
ria; Firmicutes; 


Prevotella shahii 


38 Prevotella shahii Bacteria; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Bacillus niacini 


ref |NR_024695.1 


strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; Bacillus. 


571186 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


571186 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


571186 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


571186 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


571186 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


571186 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


571186 Bacteria_16S 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


571186 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


571186 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


571186 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


571186 Bacteria_16S 


arcachonense stra 
arcachonense Bact 
Sulfurospirillum. 


571186 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


571186 Bacteria_16S 


strain DSM 43039 
Actinobacteria; A 


571186 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
571186 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


571186 Bacteria_16S 


strain DSM 20119 
Actinobacteria; A 


571186 Bacteria_16S 


2874892 2874812 5 85 gi| 219856875 
n ATCC53909 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Pullulanibacillus. 

2879615 2879535 5 85 gi| 219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 
laceae; Bacillus. 

2970540 2970460 5 85 gi|219846944 
AA-1042 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
Friedmanniella. 

2982760 2982692 16 84 gi| 219846935 
TW-183 16S ribosomal RNA, partial sequence 
ia; Chlamydiae; Chlamydiales; Chlamydiaceae; Chl 

2984337 2984257 5 85 gi| 219846934 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3001108 3001028 5 85 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
3045036 3044956 5 85 gi 
in YLM-1 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
Rarobacter. 

3046568 3046488 5 85 gi 
HKI 0125 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Ornithinicoccus. 

3111222 3111147 12 87 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3141279 3141211 16 84 gi 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; Gemel 
3159687 3159619 16 84 gi 
in F1F6 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


gi 


eq 
tr 


la 


ue 
te 


3323391 3323319 14 86 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 
3332557 3332477 5 


al 
er 


85 gi 


enc 
Act 


enc 


uen 
idi 


nce 


ria 


se 
oba 


2983106 29845 


219846923 
2999867 30013 


219846892 


e 
inomy 


219846891 


e 


inomycet 


219846848 


ce 
ales; 


219846828 
3140051 3141558 Gemel 


219846816 


v 


219846704 


quenc 
ctera 


219846697 


16S ribosomal RNA, partial sequence 3331343 33328 


ctinobacteridae; Actinomycetales; Micr 
3343113 3343033 5 85 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


3358480 3358400 5 85 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 


2 
1 
e; 


e 
es; 


seq 


3402479 3402399 5 85 gi 


omonospori 
219846689 


33419 
Micr 


19846678 


uence 


Actinomycet 


219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


ctinobacteridae; Actinomycetales; Micr 
3404017 3403937 5 85 gi 


ococcineae 
219846643 


strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 34042 


Actinobacteria; A 


571186 Bacteria_16S 


histidinolovorans 
histidinolovorans 
Micrococcaceae; A 


571186 Bacteria_16S 


ctinobacteridae; Actinomycetales; Micr 

3405547 3405467 5 85 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 

rthrobacter. 

3407074 3406994 5 


ar 
ri 


85 gi 


tia 
dae 


ococcineae 
219846642 


1 seq 
Act 


’ 


219846641 


strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 34073 


Actinobacteria; A 


571186 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


571186 Bacteria_16S 


ctinobacteridae; Actinomycetales; Micr 

3416155 3416075 5 85 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


oc 


al 


3445591 3445519 12 84 gi 


occ 


es; 


ineae 


219846634 


34149 
Micr 


219846613 


Campylo 


ref|NR_024694.1 
2873633 287517 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_026536.1 
2969338 297081 
tales; Propionib 


ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026526.1 


ref|NR_026515.1 


ref |NR_026484.1 
3043846 304530 
les; Microco 


NR_026483.1 
3045360 304685 
ales; Micrococci 


v 


ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026420.1 
la bergeri Bacte 


ref|NR_026408.1 
158497 315992 


bacterales; 


Ww 


ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref|NR_026289.1 


neae; Micromonos 
ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


ref |NR_026270.1 
3357257 335877 
ales; Microc 


ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus flexus strain 
ria; Firmicutes; 


Friedmanniella 
0 Friedmanniella 


acterineae; 


Chlamydophila 
5 Chlamydophila 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Gemella bergeri strain 
ria; Firmicutes; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 


obacterales Family III. 


Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Dactylosporangium 

osporangium thailandense 

Micromonosporaceae; 


Brachybacterium 
0 Brachybacterium 


occineae; 


Arthrobacter oxydans 


oxydans Bacteria; 


, 


Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


, 


Arthrobacter. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


ref |NR_026205.1 


Succiniclasticum 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 


Bacteria; Firmicu 


tes; Clostridia; 


Clostridiales; Veillonellaceae; 


Succiniclasticu 


mM. 


571186 Bacteria_16S 3456414 3456334 5 85 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

571186 Bacteria_16S 3460957 3460877 5 85 gi|219846602|ref|NR_026194.1| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

571186 Bacteria_16S 3462479 3462399 5 85 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

571186 Bacteria_16S 3464001 34639215 85 gi|219846600|ref|NR_026192.1| Arthrobacter 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

571186 Bacteria_16S 3465525 3465445 5 85 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

571186 Bacteria_16S 3468569 3468489 5 85 gi|219846597|ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

571186 Bacteria_16S 3470095 3470015 5 85 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

571186 Bacteria_16S 3471615 3471535 5 85 gi|219846595|ref|NR_026187.1| Arthrobacter 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 3471862 Arthrobacter 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

571186 Bacteria_16S 3535252 35351725 85 gi|219846553|ref|NR_026145.1| Bacillus 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571186 Bacteria_16S 3538375 3538295 5 85 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571186 Bacteria_16S 3539946 3539866 5 85 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 


strain DSM 8721 
Firmicutes; 


571186 Bacteria 


strain DSM 8716 
Firmicutes; 


571186 Bacteria 


strain DSM 8715 
Firmicutes; 


Bacteria; 


Bacteria; 


Proteobacteria; 


571186 Bacteria_16S 
apsheronum strain 
Proteob 
571186 Bacteria_16S 
sporothermodurans 
sporothermodurans 
571186 Bacteria_16S 
acrylicus strain 
Proteob 
571186 Bacteria_16S 
acinonychis strai 
acinonychis Bacte 


Bacteria; 


Bacteria; 


Helicobacter. 


571186 Bacteria_16S 
strain NCTC 3438 

Proteob 
571186 Bacteria_16S 
strain 2917B 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family XI. 


Bacteria; 


Bacil 


Bacil 


Bacil 
571186 Bacteria_16S 
faecium strain AC 
Firmicu 
571186 Bacteria_16S 
strain MIT 95-170 
Proteob 
571186 Bacteria_16S 
strain IC079 16S 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

16S 3543073 3542993 5 85 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

16S 3544629 3544549 5 85 

6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

3585678 3585610 16 84 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3635708 3635640 16 84 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3661753 3661673 5 85 gi 
ribosomal RNA, partial sequence 


gi 


gi 


G 
3699613 3699534 5 84 gi 

1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3723723 3723643 5 85 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3766758 3766690 16 84 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
3821217 3821149 16 84 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


3825839 3825771 16 84 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3872682 3872614 16 84 gi 


en 
ne 


ob 


nc 
ib 


1 
il 


ce 
ib 


rt 
er 


11 


3538695 35402 


219846548 
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agaradhaerens Bacteria; 
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Gemella morbillorum 
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571186 Bacteria_16S 
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Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
571186 Bacteria_16S 
12464 16S rib 


Bacteria; 
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571186 Bacteria_16S 
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Proteobacteria; 
571186 Bacteria_16S 
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571186 Bacteria_16S 
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gi 


3960528 3960448 5 
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gi 
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571186 Bacteria_16S 
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571186 Bacteria_16S 
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571186 Bacteria_16S 
borstelensis stra 
borstelensis Bact 
571186 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; 
571186 Bacteria_16S 
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571186 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 
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571186 Bacteria_16S 
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274977 274898 5 84 gi 
ibosomal RNA, partial sequence 
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cteria; Bacteroidetes; Flavobacteria; Fl 
901252 901173 6 85 gi 
AL7 16S ribosomal RNA, partial sequence 


941393 941326 16 83 gi 
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laceae; Bacillus. 
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sanguinis Bacteria; 
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Thioalkalimicrobium 
kalimicrobium cyclicum 
; Thioalkalimicrobium. 

Muricauda 

Muricauda 
teriaceae; Muricauda. 

Thioalkalimicrobium 
kalimicrobium sibiricum 
; Thioalkalimicrobium. 


NR_028720.1 


Chitinophaga pinensis 


strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 


Bacteroidetes; 


Sphingobacteria; 


Sphingobacteriales; Chitinophagaceae; Chitinophaga. 


571186 Bacteria_16S 
strain T-3 16S ri 
Bacteroidetes; Sp 
571186 Bacteria_16S 


975416 975349 16 83 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1028846 1028771 8 83 
strain IC166 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; 
571186 Bacteria_16S 1062375 1062308 16 83 


gi 


gi 


gi 


japonensis strain 758 16S ribosomal RNA, partial sequence 10611 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chi 
571186 Bacteria_16S 1105894 1105827 16 83 gi| 265678305 


acidifaciens strain A40 16S ribosomal 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; 
571186 Bacteria_16S 1174125 1174050 8 83 gi 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 
7271 Bacteria; Bacteroidetes; Flavobacteria; 
571186 Bacteria_16S 1178619 11785405 


84 gi 


DSM 12563 16S ribosomal RNA, partial sequence 1177428 11788 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachysp 
571186 Bacteria_16S 1296216 1296149 16 83 gi|224581415 


ATCC 43183 16S ribosomal RNA, partial sequence 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; 
571186 Bacteria_16S 1500991 1500908 2 85 gi 
afermentans subsp. afermentans strain CIP 103499 16S ri 
Corynebacterium afermentans subsp. 
Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
571186 Bacteria_16S 1544869 1544794 8 83 gi 
strain KMM 426 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; 
571186 Bacteria_16S 1716580 1716513 16 83 
strain AJ2502 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; 
571186 Bacteria_16S 1719656 1719589 16 83 
strain A37 16S ribosomal RNA, partial sequence 


gi 


gi 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacter 
571186 Bacteria_16S 1771284 1771201 2 85 gi| 219878357 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Corynebacteriaceae; Corynebacterium. 

571186 Bacteria_16S 1859435 1859352 2 85 gi| 219878295 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequenc 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Corynebacteriaceae; Corynebacterium. 

571186 Bacteria_16S 1873237 18731585 84 gi| 219878286 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 18734 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
571186 Bacteria_16S 1888684 1888605 5 84 gi| 219878273 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudom 
571186 Bacteria_16S 1914057 19139785 84 gi| 219878253 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 19128 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
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strain CHOO1A 16S ribosomal RNA, partial sequence 
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Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flav 
571186 Bacteria_16S 2469165 2469086 6 85 gi|219857404|ref|NR_024992.1 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioal 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
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67 1062648 Chitin 
tinophagaceae; C 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides 
ref|NR_027581.1 
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ence 1499786 1501111 
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bane 
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Flavobacterium 
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obacterium. 
Thioalkalimicrobium 
kalimicrobium aerophilum 
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, 


Mycoplasma indiense 


2476824 2478244 Mycoplasma indiense Bacteria; 


571186 Bacteria_16S 2484021 2483942 5 84 gi|219857394|ref|NR_024982.1| Mycoplasma gypis 


strain B1/Tl 16S ribosomal RNA, partial sequence 2482825 2484286 Mycoplasma gypis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

571186 Bacteria_16S 2487052 2486973 5 84 gi|219857392|ref|NR_024980.1| Mycoplasma spumans 
strain PG13 16S ribosomal RNA, partial sequence 2485849 2487317 Mycoplasma spumans Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

571186 Bacteria_16S 2574671 2574592 5 84 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 


aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
571186 Bacteria_16S 2616292 2616214 7 85 gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 
strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae Sedis; Fusibacter. 

571186 Bacteria_16S 2648463 2648384 6 85 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 
571186 Bacteria_16S 2711347 2711272 8 83 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 


571186 Bacteria_16S 2738558 2738483 8 83 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
571186 Bacteria_16S 3002671 3002592 7 86 gi| 219846922 |ref|NR_026514.1| Brevibacillus 


thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
571186 Bacteria_16S 3051116 3051037 5 84 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
571186 Bacteria_16S 3214232 3214149 2 85 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


571186 Bacteria_16S 3215755 3215672 2 85 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

571186 Bacteria_16S 3393400 3393333 16 83 gi|219846650|ref|NR_026242.1| Bacteroides caccae 
strain ATCC 43185 16S ribosomal RNA, partial sequence 3392191 3393612 Bacteroides caccae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

571186 Bacteria_16S 3438020 34379415 84 gi|219846618|ref|NR_026210.1| Acinetobacter 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

571186 Bacteria_16S 3439530 34394515 84 gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii 
DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

571186 Bacteria_16S 3441039 3440960 5 84 gi|219846616|ref|NR_026208.1| Acinetobacter junii 
strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

571186 Bacteria_16S 3442549 34424705 84 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 
571186 Bacteria_16S 3444058 3443979 5 84 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
571186 Bacteria_16S 3605709 3605634 8 83 gi|219846503|ref|NR_026095.1] Capnocytophaga 
sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 3604483 3605971 Capnocytophaga 
sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Capnocytophaga. 
571186 Bacteria_16S 3692107 3692028 5 84 gi| 219846443 |ref|NR_026034.1| Mycoplasma adleri 
strain G145 16S ribosomal RNA, partial sequence 3690909 3692364 Mycoplasma adleri Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
571186 Bacteria_16S 3768180 3768101 5 84 gi|219846386|ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
571186 Bacteria_16S 3787782 3787703 5 84 gi|219846372|ref|NR_025963.1| Mycoplasma felifaucium 
strain PU 16S ribosomal RNA, partial sequence 3786577 3788011 Mycoplasma felifaucium Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


TAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTGCTAGGTGTTGGAAGTAACCACTTTCAGTGCCGAAGC TAACGCATTAAGCACCCCG 
CCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCTAACCGCAGAACCTTACCC 
GGGTTTGACATCTTCAAAATACGATAGAGATATTGTAGTGCTTACTTTCAGTAAGAATTGAATGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTG 
TTGGGTTAAGTCCTGCAACGAGCGCAACCCCTGCTTTTAGTTGCCATCGGGTCAAGCCGGGCACTCTAGAGGAACAGCCGTCGACAAGGCGGAGGAAGGTGGGGA 
CGACGTCAAGTCATCATGGCCCTTATGTCCGGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCGAGACAGTGATGTTAAGCGAATCCCAGAAAGTAC 
GCCTCAGTTCAGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCAAAACTGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCACGGGAGTCGACCGTACCTGAAGCCGGTGGCCTAACCGCAAGGAGGGAGCCGTCTATGGTATAGTTGGTAACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTACCGGAAGGTGTGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATNNTGG 
CTCAGGACGAACGTTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGGTCTCCTAACTGATAGCTGGTGCTTGCATCAGCTTGACGATAGATCTGACCGAGTGG 
CGAACTGGTGAGTAACACGTGGGTAACCTGCCCAGAAGAAGGGGATAACACCTGGAAACAGATGCTAATACCGTATAACAACGAGAACCACATGGTTCTCGTTTG 
AAAGATGGCTTTTATGCTATCGCTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGATAATAGCTCACCAAGGCAATGATACGTAGCAGACCTGAGAGGG 
TAATCTGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAG 
TGAAGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTAGAGAAGAACGACCGTGAGAGCAACTGCTCACGGTGTGACGGTATCTAACCAGAAAGTCACGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAACGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGAAACGCTTCGGC 
TTAACCGGAGAAGTGCATCGGAAACTGGATAACTTGAGTGCAGAAAAGGACAGTGGAACTTCATGTGTAGCGGTGAAATGCGTAGATATATGAAGGAACACCAGT 
GGCGAAGGCGGCTGTCTGGTCTGCATCTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTA 
GGTGTTGGGAGGTTTCCGCCTCTCAGTGCCGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCTACGCGAAGAACCTTACCAGGACTTGACATCTTCTGTTAACCTAAGAGATTAGGTGTCCTTCGGGGGCAG 
AATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCATTAAGTTGGGC 
ACTCTAGAGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGACGGTACA 
ACGAGTTGCGAAACCGCAAGGTCAAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAATCGCTAGTAATCGTG 
GATCAGCATGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTTGGATAACCTTTACGGAGTC 
CGCCGCCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTNTNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCTGCTCAGATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAGTTCTCTTCGGAGAATGAG 
TAGAGCGGCGCACGGGTGAGTAACGCGTGGATAATCTACCCTGAAGATCGGGATAACAGTTGGAAACGACTGCTAATACCGGATATCCTGCATATTTAGCTTTAT 
GTGGTAAAGGCGGCCTCTATTTATAAGCTGCCGCTTTGGGATGAGTCCGCGTCTCATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCTACGATGAGTAGCTG 
GTCTGAGAGGATGATCAGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGA 
CGCCGCGTGCGGGAAGAAGGCCTTCGGGTCGTAAACCGCTGTCAGGAGGGAAGAAACTGTTAGGGTATAATACGCCCTTTCACTGACGGTACCTCCAAAGGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCGCATCAAGTCAGGCGTG 
AAAGCCCTCGGCTCAACCGGGGAATTGCGTTTGAAACTGGTGCGCTGGAGTCTCGGAGAGGTTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGG 
AGGAACACCGGTGGCGAAGGCGGCCAACTGGACGAGAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAA 
CGATGGATATTAGGTGTCGGGGGTTACCTTCGGTGCCGCAGTTAACGCGTTAAATATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATCCTGAGAATCTTCCCGAAACGGAGGAGTGCTCT 
TCGGAGAATTCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGCTAGTTGCCATCA 
CGTAATGGTGGGCACTCTAGTGAGACTGCCCGGGTCAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTACTAC 
AATGGTGCACACAAAGGGCAGCGAGACCGCGAGGTGGAGCCAATCCCAAAAAATGCATCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATC 
GCTAGTAATTCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCTGGTTCTACCCGACAACGGCAGACTAA 
CCCTCGGGAGGTAGTCGTCTACGGTAGGGCTGGTAATTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAAAGGGGGCTTCGGCGGGGGGAGTAGAGTGGCGCACGGGTGAGTAACGCGTAAGTGA 
TCTACCCCTGTATCTGGAATAACTATGGGAAACTGTAGCTAATACCGGATACGTTCATGTGATTGCGGATTATGTGAAGAAAGATGGCCTCTGACATAAGCTATC 
GTACAGGGAGGAGCTTGCGTACCATTAGCTAGTTGGCAGGGTAAAGGCCTACCAAGGCGACGATGGTTAGCGGGTCTGAGAGGATGATCCGCCACACTGGAACTG 
AAACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGGATGATGAAGGCCTTCGGGTCGT 
AAAATCCTGTCGGATGGAAAGAAGTGTGATGTGGTTAATACCCATGTCATTTGACGGTACCATCAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCAGGGCTTAACCCTGGACGTGCATTT 
GAAACTGTCAGACTTGAGTATTGGAGGGGGTGGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACCACCTGGC 
CAAATACTGACGCTGAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCNGTAAACGATGAGAACTAGGTGTTGGGACGGTTGATCG 
TCTCATTGCCGCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGT 
GGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCTTGACATCCCGGGAATTTCCTTGAAAGAGGGAAGTGCCTCGCAAGAGGAGCCTGGAGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCATCATTTCAGTTGGGCACTCTAAAGAGAC 
TGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGACCAGGGCTACACACGTACTACAATGGCCGGTACAAAGGGCAGCCACT 
TAGCGATAAGGAGCCAATCCCGTAAAGCCGGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGATTGTACCAGAAGTAGTTGAGC TAACCGCAAGGGGGCAGGCTACCAAGGNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAACGGGACTTCGGT 
CCCAAGTAGAGTGGCGCACGGGTGAGTAACGCGTAGATAACCTGTCTTCATGTCTGGAATAATACGCCGAAAGGGGTACTAATACCGGATATTCTTGTTTTTCAT 
AAGGTTGACAAGAAAAGGTGGCCTCTGCATATGCTACTGCATGAAGAGGGGTCTGCGTACCATTAGCTAGTAGGTGGGGTAAGGGCCTACCTAGGCAACGATGGT 
TAGCGGGTCTGAGAGGATGATCCGCCACACTGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGCAACCCTGACG 
CAGCGACGCCGCGTGAGTGAGGAAGGCCTTCGGGTCGTAAAGCTCTGTCAAGAGGAAAGAAGTGCATAGCGGTTAATACCCGTTGTGTTTGACGGTACCTCTAAA 
GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGTTTGATAAGTCA 
GATGTGAAAGCCCATGGCTTAACTGTGGAAGTGCATTTGAAACTGTCAGACTTGAGTACCAGAGGGGAAAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGAT 
ATCGGGAGGAATACCGGTGGCGAAGGCGACTTTCTGGCTGGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGTCAACTAGATGTAGGGGGTGTTGATCCCCTCTGTGTCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATNCAACGCGAAGAACCTTACCTGGTCTTGACATCCCGGGAATCCTTAGGAAACTA 
GGGAGTGCCTTCATTCGAAGGAGCCTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGC 
CTTTAGTTGCCATCAGTTCGGCTGGGCACTCTAAAGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGACCAGGGC 
TACACACGTACTACAATGGCCGATACAAAGGGCAGCGACACTGCGAAGTGGAGCCAATCCCATAAATTCGGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCC 
ATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCGGTTGTACCAGA 
AGCAGTTGAGCTAACCGCAAGGGGGCAGTCTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGAGTTTGATCCTGGCTCAGGA 
CGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCGAGTGGCTCCCTTCGGGGTGAAGCTCGTGGAACGAGCGGCGGACGGGTGAGTAACACG 
TGGGCAACCTGCCTGTAAGACCGGAATAACCCCGGGAAACCGGGGCTAATGCCGGGTAATACTTTTCTTCGCATGAAGGAAAGTTGAAAGATGGCTTCTTGCTAT 
CACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGGATCG 
TAAAGTTCTGTTGTTAGGGAAGAACAAGTACCGTGCGAATAGAGCGGTACCTTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATT 


571186 Bacteria_16S 
strain PS6 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
571186 Bacteria_16S 
pelophila strain 


Bacteria; 


Proteobacteria; 
571186 Bacteria_16S 
strain 50 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
571186 Bacteria_16S 
strain PB 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
571186 Bacteria_16S 
16S ribosomal 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivib 
571186 Bacteria_16S 
strain OY 0-002 1 
Proteobacteria; 
571186 Bacteria_16S 
leiognathi strain 


398 


Bacteria; 


Proteobacteria; 
571186 Bacteria_16S 


Firmicutes; 


Firmicutes; Clostridia; Thermoanaerobacte 

214255 214185 15 85 gi| 265678920 

sequence 213019 21448 

Gammaproteobacteria; Oceanospirillales; Marinomon 
223399 223329 15 85 gi| 265678914 

sequence 222148 22363 

Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
244952 244882 15 85 gi| 265678899 

strain LC 1 16S ribosomal RNA, partial sequence 243690 24511 
Clostridia; Clostridiales; Veillonellaceae; Megasphae 
276486 276418 16 84 gi| 265678876 


571186 Bacteria_16S 
strain Hbl 16S ri 
Proteobacteria; 
571186 Bacteria_16S 
strain 01008 16S 
Tenericutes; Moll 
571186 Bacteria_16S 
strain S-182 16S 


Firmicutes; 


Firmicutes; 


Proteobacteria; Gammaproteobacteria; Thiotric 
571186 Bacteria_16S 
amylolyticus strain LA 5 16S ribosomal RNA, partial seq 
amylolyticus Bacteria; 
571186 Bacteria_16S 

strain Ifremer A365 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
camporealensis strain CRS-51 16S ribosomal RNA, partial 
camporealensis Bacteria; Actinobacteria; Actinobacterid 
Corynebacteriaceae; Corynebacterium. 
571186 Bacteria_16S 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Tsukamurella. 
571186 Bacteria_16S 
strain 55134 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
571186 Bacteria_16S 
helvolus strain DSM 20419 16S ribosomal RNA, partial se 
helvolus Bacteria; 
Pseudoclavibacter. 
571186 Bacteria_16S 
1721-77 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
571186 Bacteria_16S 
strain Fowl 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Vibrionales; 


Gammaproteobacteria; Vibrionales; Vibri 


E 


Lactobacillales; 
571186 Bacteria_16S 
strain 124-2 16S ribosomal RNA, partial sequence 
Lactobacillales; 


3799866 3799787 5 84 gi 


3839343 3839264 6 85 gi 
4B 16S ribosomal RNA, partial sequence 
30022 29944 7 85 gi 


Firmicutes; 
42024 


Lactobacillales; Lac 
41954 LS 85 gi 


69393 69315 7 85 gi 


104158 104088 15 85 gi 


145321 145243 7 85 gi 
ribosomal RNA, partial sequence 


160588 160510 7 85 gi 
Actinobacteria; Actinobacteridae; Ac 


168288 168218 15 85 gi 


169812 169742 15 85 gi 


Vibri 
171288 171218 15 85 gi 


172797 172727 15 85 gi 


174306 174236 15 85 gi 
RNA, partial sequence 


175814 175744 15 85 gi 


177299 177229 15 85 gi 


203317 203251 17 83 gi 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
287043 286973 14 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
340685 340607 7 85 gi 
ribosomal RNA, partial sequence 
Lactobacillaceae; 


ales; 


144082 14559 
ococcineae 


quence 
tinomyceta 


167046 168502 Vibri 


168553 16998 
onaceae; V 


170036 17150 
Vibrionaceae; V 


171556 17300 
Vibrionaceae; V 


173054 174520 Vibri 
ELO: 


6S ribosomal RNA, partial sequence 174571 17599 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


Ll 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibriona 
571186 Bacteria_16S 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 20208 
proteolyticus Bacteria; 
Coprothermobacter. 
571186 Bacteria_16S 
strain 40 16S ribosomal RNA, partial 
Proteobacteria; 
571186 Bacteria_16S 
strain 40 16S ribosomal RNA, partial 


les; 


275297 27676 
s; Helicob 


285875 28729 


339450 34088 
Pediococcus. 


345153 345075 7 85 gi 


Lactobacillaceae; 


265678994 

10297 
Cory 

265678966 


265678956 


265678951 


265678950 


265678949 


265678948 


265678947 


265678946 


265678945 
17604 
Vibri 
265678928 


265678869 


265678831 


219846363|ref|NR_025954.1| Mycoplasma agassizii 
3798661 3800102 Mycoplasma agassizii Bacteria; 
219846336|ref|NR_025926.1| Thiomicrospira 
3838114 3839581 Thiomicrospira pelophila 
hales; Piscirickettsiaceae; Thiomicrospira. 
265679044|ref|NR_029352.1| Lactobacillus 
uence 28769 30312 Lactobacillus 
tobacillaceae; Lactobacillus. 
265679036|ref|NR_029344.1| Vibrio pectenicida 
40774 42243 Vibrio pectenicida Bacteria; 
onaceae; Vibrio. 
265679018|ref|NR_029326.1| Corynebacterium 
sequence 68186 69586 Corynebacterium 
ae; Actinomycetales; Corynebacterineae; 


ref|NR_029302.1| Tsukamurella pulmonis 
6 104435 Tsukamurella pulmonis 
nebacterineae; Tsukamurellaceae; 


ref|NR_029274.1| Jonesia denitrificans 

5 Jonesia denitrificans Bacteria; 

; Jonesiaceae; Jonesia. 

ref|NR_029264.1| Pseudoclavibacter 
159387 160848 Pseudoclavibacter 

les; Micrococcineae; Microbacteriaceae; 


ref|NR_029259.1| Vibrio mimicus strain 
o mimicus Bacteria; Proteobacteria; 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 
ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 
ibrio. 
ref|NR_029256.1| Vibrio gazogenes 
3 Vibrio gazogenes Bacteria; 
ibrio. 
ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 
ibrio. 
ref|NR_029253.1| Photobacterium 

8 177513 Photobacterium leiognathi 
onaceae; Photobacterium. 

ref |NR_029236.1| Coprothermobacter 
7 203611 Coprothermobacter 

rales; Thermodesulfobiaceae; 


ref |NR_029228.1| Marinomonas 
4 Marinomonas vaga Bacteria; 
as. 
ref|NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 

ibrio. 


vaga 


ref|NR_029207.1| Megasphaera elsdenii 
5 Megasphaera elsdenii Bacteria; 

ra. 

ref|NR_029182.1| Helicobacter bilis 


1 Helicobacter bilis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029175.1| Mycoplasma testudinis 
0 Mycoplasma testudinis Bacteria; 


ref|NR_029136.1| Pediococcus parvulus 
5 Pediococcus parvulus Bacteria; 


265678828 


ref|NR_029133.1| Lactobacillus pentosus 


343905 345423 Lactobacillus pentosus Bacteria; 
Lactobacillus. 


571186 Bacteria_16S 
strain YIM 70081 


571186 Bacteria_16S 
sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 
571186 Bacteria_16S 
lavamentivorans s 
lavamentivorans B 
Parvibaculum. 
571186 Bacteria_16S 
massiliensis stra 
massiliensis Bact 
571186 Bacteria_16S 
saerimneri strain 
saerimneri Bacter 
571186 Bacteria_16S 
formicigenes stra 
formicigenes Bact 
571186 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; 
571186 Bacteria_16S 
halotolerans stra 


N 


359882 359804 7 85 gi 
16S ribosomal RNA, partial sequence 358 


265678815 
665 36015 


ref 


4 Nesterenkonia 


NR_029120.1 


Nesterenkonia lutea 
lutea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

361428 361350 7 85 gi|265678814|ref|NR_029119.1| Nesterenkonia 
n YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

382477 382407 15 85 gi|265678800|ref|NR_029105.1| Parvibaculum 
train DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
acteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

393308 393230 7 85 gi|265678793|ref|NR_029098.1| Paenibacillus 
in 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

411781 411703 7 85 gi|265678780|ref|NR_029085.1| Lactobacillus 

GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

417999 417929 15 85 gi|265678776|ref|NR_029081.1| Tepidibacter 
in DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
eria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

427261 427183 7 85 gi|265678770|ref|NR_029075.1| Nesterenkonia 
ain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
esterenkonia. 

430348 430270 7 85 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
in YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Nesterenkonia. 

571186 Bacteria_16S 431847 431777 15 85 gi| 265678767 |ref|NR_029072.1 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Roseomonas. 

571186 Bacteria_16S 435009 434939 15 85 gi|265678765|ref|NR_029070.1 
strain TF-27 16S ribosomal RNA, partial sequence 433793 43528 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
571186 Bacteria_16S 447306 447236 15 85 gi| 265678757 |ref|NR_029062.1 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
571186 Bacteria_16S 448838 448768 15 85 gi|265678756|ref|NR_029061.1 
strain 5424 16S ribosomal RNA, partial sequence 447654 44913 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
571186 Bacteria_16S 487034 486964 15 85 gi| 265678727 |ref|NR_029032.1 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

571186 Bacteria_16S 488605 488535 15 85 gi|265678726|ref|NR_029031.1 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marino 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
571186 Bacteria_16S 496316 496238 7 85 gi|265678721|ref|NR_029026.1 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Arthrobacter. 

571186 Bacteria_16S 497842 497764 7 85 gi|265678720|ref|NR_029025.1 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
571186 Bacteria_16S 507110 507040 15 85 gi|265678714|ref|NR_029019.1 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Pseudonocardiaceae; Pseudonocardia. 

571186 Bacteria_16S 510150 510072 7 85 gi|265678712|ref|NR_029017.1 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
Corynebacteriaceae; Corynebacterium. 

571186 Bacteria_16S 514625 514547 7 85 gi|265678709|ref|NR_029014.1 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

571186 Bacteria_16S 516083 516013 15 85 gi| 265678708 |ref|NR_029013.1 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 
571186 Bacteria_16S 551358 551280 7 85 gi| 265678685 |ref|NR_028990.1 
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ccineae; Micrococcaceae; 
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Roseomonas gilardii 
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Vibrio ponticus strain 
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Marinomonas 
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Arthrobacter 
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Lactobacillus rossiae 
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571186 Bacteria_16S 560470 560400 15 85 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

571186 Bacteria_16S 562005 561935 15 85 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 
571186 Bacteria_16S 574109 574031 7 85 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
571186 Bacteria_16S 580004 579926 7 85 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
571186 Bacteria_16S 608671 608593 7 85 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
571186 Bacteria_16S 611783 611705 7 85 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 10536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


a 


571186 Bacteria_16S 616446 616376 15 85 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

571186 Bacteria_16S 633066 632996 16 86 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 


strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
571186 Bacteria_16S 645423 645353 15 85 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 

Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


571186 Bacteria_16S 709921 709851 15 85 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

571186 Bacteria_16S 711479 711409 15 85 gi|265678575|ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

571186 Bacteria_16S 740746 740669 8 85 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
571186 Bacteria_16S 742228 742158 15 85 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 


571186 Bacteria_16S 762512 762434 7 85 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

571186 Bacteria_16S 764054 763984 15 85 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

571186 Bacteria_16S 770180 770110 15 85 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

571186 Bacteria_16S 773286 773208 7 85 gi|265678531|ref|NR_028835.1]| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

571186 Bacteria_16S 816292 816222 15 85 gi|265678502|ref|NR_028805.1| Pseudonocardia 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 
571186 Bacteria_16S 882846 882768 7 85 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 
571186 Bacteria_16S 907386 907316 15 85 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 
571186 Bacteria_16S 927601 927531 15 85 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 
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ref|NR_025489.1| Paenibacillus 
1779107 1780619 Paenibacillus 

aenibacillus. 

ref|NR_025488.1| Citricoccus muralis 


1780670 1782124 Citricoccus muralis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 


571186 Bacteria_16S 1792365 1792295 15 85 gi| 219878341 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
571186 Bacteria_16S 1795394 1795324 15 85 gi| 219878339 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
571186 Bacteria_16S 1796878 1796808 15 85 gi| 219878338 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
571186 Bacteria_16S 1798433 1798363 15 85 gi| 219878337 
strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 17986 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
571186 Bacteria_16S 1816844 1816774 15 85 gi|219878325|ref|NR_025464.1 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdel 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Kibdelosporangium. 

571186 Bacteria_16S 1829002 1828932 15 85 gi| 219878317 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodoba 
571186 Bacteria_16S 1839759 1839681 7 85 gi| 219878309 


strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 18400 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
571186 Bacteria_16S 1841322 1841244 7 85 gi| 219878308 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequenc 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacilla 
571186 Bacteria_16S 1844426 1844348 7 85 gi| 219878306 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 18446 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 
571186 Bacteria_16S 1845909 1845839 15 85 gi| 219878305 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
571186 Bacteria_16S 1847435 1847365 15 85 gi| 219878304 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Al 
Shewanella. 

571186 Bacteria_16S 1854946 1854868 7 85 gi| 219878298 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial seque 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcace 
571186 Bacteria_16S 1857899 1857821 7 85 gi| 219878296 


strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 18581 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 
571186 Bacteria_16S 1870116 1870046 15 85 gi| 219878288 
strain LMG 21857 16S ribosomal RNA, partial sequence 1868909 18703 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
571186 Bacteria_16S 1874754 1874676 7 85 gi| 219878285 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Arthrobacter. 
571186 Bacteria_16S 1903860 1903782 7 85 
CIP 106764 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
571186 Bacteria_16S 1909541 1909463 7 85 gi 
sanguinicola strain CCUG 43001 16S ribosomal RNA, parti 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aeroc 
571186 Bacteria_16S 1918754 1918676 7 85 gi| 219878249 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 19190 


gi|219878261 
1902626 19040 


219878257 
al sequenc 


Vv 


occaceae; 


, 


ref|NR_025477.1 


ibri 
ref 


oO. 
NR_025476.1 


donocardineae; P 
ref|NR_025456.1 

1827843 182926 
cterales; 
ref |NR_025448.1 
21 Lactobacillus 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025445.1 


ref |NR_025444.1 


ceae; Maricaulis 
ref |NR_025443.1 

1846218 184771 
teromonadales; S 


ref 
nce 


NR_025437.1 
185372 

ae; Globicatell 
ref|NR_025435.1 
69 Trichococcus 
ref|NR_025427.1 
aceae; Glaciecol 
ref|NR_025424.1 
1873541 187493 
tales; Micrococc 


ref |NR_025400.1 


ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025388.1 


ref|NR_025384.1 

1923611 192512 
etales; Pseudono 
ref|NR_025381.1 


Moritella. 
NR_025380.1 


ae; 
ref 


ae; Moritella. 


Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 
571186 Bacteria_16S 1924823 1924753 15 85 gi| 219878245 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Pseudonocardiaceae; Pseudonocardia. 

571186 Bacteria_16S 1929496 1929426 15 85 gi| 219878242 
strain 2674 16S ribosomal RNA, partial sequence 1928261 19297 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 
571186 Bacteria_16S 1931032 1930962 15 85 gi| 219878241 
strain 2693 16S ribosomal RNA, partial sequence 1929813 19313 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 
571186 Bacteria_16S 1950812 1950742 15 85 gi| 219878228 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 


Hyphomonadaceae; 


a. 


ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 
ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus 
3 Lactobacillus 
lus. 

Isobaculum melis 


97 Isobaculum melis Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Globicatella 
6 1855215 Globicatella 


Trichococcus palustris 


palustris Bacteria; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Aerococcus 
6 Aerococcus 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


ref |NR_025367.1 
1949601 195111 


Pseudonocardia 
2 Pseudonocardia 


spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Pseudonocardia. 


571186 Bacteria_1 


strain m2661/98/1 
Firmicutes; 


Azospirillum. 


571186 Bacteria_1 
jannaschiana stra 
jannaschiana Bact 
571186 Bacteria_1 


strain DSM 2665 1 


Proteobacteria; Alphaprot 
571186 Bacteria_1 
strain MCS 25 16S ribosomal RNA, 
Proteobacteria; Alphaprot 
571186 Bacteria_1 
strain MCS 18 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
571186 Bacteria_1 


washingtonensis s 


washingtonensis B 


Maricaulis. 


571186 Bacteria_16S 
simulans strain U 
Bacteria; Actinob 


Corynebacterium. 


571186 Bacteria_16S 


antarcticus strai 


Bacteria; Actinob 
571186 Bacteria_16S 
strain 63 16S rib 
G 
571186 Bacteria_16S 
i train AIP 412.00 16S ribosomal RNA, pa 
Clost 


Proteobacteria; 


micronuciformis s 


micronuciformis B 
571186 Bacteria_16S 
strain H-8 16S ri 


Lacto 
571186 Bacteria_1 
doebereinerae str 
doebereinerae Bac 


6S 1961406 1961328 7 85 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
6S 1970374 1970304 15 


85 gi 


6S 2013608 2013538 15 
in ATCC 
eria; Pr 
6S 2015068 2014998 15 
6S ribos 


85 gi 


85 gi 
eobacteria; Rhodobacterales; 
2018028 2017958 15 85 gi 
partial sequence 

eobacteria; Rhodobacterales; 
6S 2019500 2019430 15 85 gi 
ribosomal RNA, partial sequence 


6S 


6S 2020972 2020902 15 85 gi 
train MCS06 16S ribosomal RNA, partial 


2037482 2037404 7 85 gi 


2066717 2066639 7 85 gi 


2092725 2092655 15 

osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2141285 2141215 15 85 gi 


85 gi 


acteria; Firmicutes; Clostridia; 
2154807 2154737 15 85 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


571186 Bacteria_16S 
pleistocenium str 


pleistocenium Bac 


571186 Bacteria_16S 


strain ATCC 29178 
Firmicutes; 


strain ACEM 9 16S 
Proteobacteria; 


lutaoensis strain 
Bacteria; Proteob 


571186 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


571186 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


571186 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


571186 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


571186 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


571186 Bacteria_16S 


Lacto 
571186 Bacteria_16S 


G 
571186 Bacteria_16S 


2170062 2169984 7 85 gi 
teria; Firmicutes; Lactobacillales; 
2259595 2259517 7 85 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2294736 2294666 15 85 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2303640 2303570 15 85 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2306728 2306658 15 85 gi 
in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

2344480 2344402 7 85 gi 
ain IM 7744 16S ribosomal RNA, partial 


Actinopolymorpha. 

2346033 2345955 7 85 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2350485 2350415 15 85 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2388527 2388450 8 86 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2400608 2400538 15 85 gi 


Vagococcu 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 
33883 16S ribosomal RNA, parti 


oteobacteria; Alphaproteobacte 


omal RNA, partial sequence 2013915 20 
H 


2016867 20 
H 


2018337 20 


acteria; Proteobacteria; Alphaproteoba 


CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ain FTR1 16S ribosomal RNA, partial se 
Ca 


compl 


teria; Actinobacteria; Actinobacterida 


219878221 
19601 
Ss. 
219878215 
equence 
eria; 


219878187 
al sequenc 
ria; Rhodo 
219878186 
153 
yphomonada 
219878184 
182 
yphomonada 
219878183 
197 
yphomon 
219878182 
sequence 
cteria; Rh 


219878170 
nce 20362 
ales; Cory 


219878146 
ce 20655 
ales; Micr 
219878128 


2091488 20930 


hewanellac 
219857641 
rtial sequ 
ridiales; 

219857632 


2153652 21550 


Acetobacte 
219857622 
quence 
rnobacteri 
219857560 
22583 
occus. 
219857535 


2293525 22949 


hewanellac 
219857528 
ence 23024 
nadales; A 
219857525 
ete sequ 
Actinomy 


, 


219857498 
sequence 
e; Actinom 


219857497 
nce 23447 
nibacillus 
219857494 
ence 23493 
les; Hypho 
219857468 
nce 23873 
s; Thermoa 
219857460 


chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


Rhod 


ada 


ref|NR_025360.1 
67 1961603 Vagoco 


ref |NR_025354.1 
1969231 197053 
ospirillales; Rh 


ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref |NR_025325.1 
; Hyphomonas 
NR_025323.1 


ceae 
ref 
; Maricauli 
NR_025322.1 


ceae 
ref 
ceae; Maricauli 
ref |NR_025321.1 
2019809 202123 
odobacterales; H 


ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025267.1 


Shewanella 
NR_025230.1 
214009 
lonellaceae; 


NR_025221.1 


eae; 7 
ref 
ence 
Veil 
ref 
raceae; Rubritep 
ref|NR_025211.1 

2168820 217030 
aceae; Carnobact 
ref|NR_025148.1 
45 2259880 Strept 


ref |NR_025123.1 
eae; Shewanella. 
ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref|NR_025113.1 
ence 230551 
cetales; Coryneb 
ref|NR_025086.1 

2343294 234473 
ycetales; Propio 


ref|NR_025085.1 
86 2346268 Paenib 
ref |NR_025082.1 
35 2350745 Hyphom 
microbiaceae; Hy 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_025048.1 


Vagococcus fessus 
ccus fessus Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
s. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
s. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Carnobacterium 
5 Carnobacterium 
erium. 
Streptococcus iniae 
ococcus iniae Bacteria; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Tsukamurella 

7 2307028 Tsukamurella 

acterineae; 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Paenibacillus 
acillus granivorans 


Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 
Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 


’ 


2399427 240087 


Hyphomicrobium 
3 Hyphomicrobium 


571186 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


571186 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


571186 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


571186 Bacteria_16S 


strain KMM 3299 1 
Proteobacteria; G 


571186 Bacteria_16S 


strain SCH-89 16S 
Proteobacteria; A 


571186 Bacteria_16S 


strain VP-6 16S r 
Proteobacteria; A 


571186 Bacteria_16S 


strain VP-5 16S r 
Proteobacteria; A 


571186 Bacteria_16S 


strain MHS-2 16S 
Proteobacteria; A 


571186 Bacteria_16S 


strain MHS-3 16S 
Proteobacteria; A 


571186 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


571186 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


571186 Bacteria_16S 


selangorensis str 
selangorensis Bac 


571186 Bacteria_16S 


campinasensis str 
campinasensis Bac 


571186 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


571186 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


571186 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


571186 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


571186 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


571186 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


571186 Bacteria_16S 


strain CM-10 16S 
Actinobacteria; A 


571186 Bacteria_16S 


strain CM-01 16S 
Actinobacteria; A 


571186 Bacteria_16S 


tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae 


571186 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


2405212 2405134 7 85 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2417610 2417532 7 85 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2428189 2428119 15 85 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2443280 2443210 15 85 gi 


gi 


ammaproteobacteria; Alteromonadales; S 
2537007 2536937 15 85 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2538365 2538295 15 85 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2539770 2539700 15 85 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2541100 2541030 15 85 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2542505 2542435 15 85 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2586927 2586857 15 85 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2608538 2608460 7 85 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2617874 26177967 85 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2643860 2643782 7 85 gi 
ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 
2655872 2655794 7 85 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

2740024 2739946 7 85 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
2778972 2778894 7 85 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2788033 2787955 7 85 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 
2789588 2789510 7 85 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2893225 2893155 15 85 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2894754 2894676 7 85 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2896249 28961717 85 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2897743 2897665 7 85 gi 
train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycetocola. 

2962917 2962839 7 85 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 


Micr 
gi 


, 


gi 


Streptoc 


219857457 


2403965 24054 


illus. 
219857448 
sequence 
ococcaceae 
219857439 


2427049 24283 


omonadacea 
219857424 


6S ribosomal RNA, partial sequence 2442080 24435 


hewanellac 
219857353 


2535834 25371 


yphomonada 
219857352 


2537193 25385 


yphomonada 
219857351 


2538597 25399 


yphomonada 
219857350 


2539981 25412 


yphomonada 
219857349 


2541332 25426 


yphomonada 
219857277 
quence 
obacteria; 
219857263 
ial sequen 
eria; Ocea 
219857254 
al sequenc 
ctobacilla 
219857229 
uence 
cillaceae; 
219857221 
sequence 
Actinomyce 


219857161 
ce 27388 
s; Thermod 
219857131 
equence 

acillaceae 
219857125 
ce 27867 
Alicycloba 
219857124 
ce 27883 
nibacillus 
219856861 


2892009 28935 


onaceae; V 
219856860 


2893553 28949 


ococcineae 
219856859 


2895048 28964 


ococcineae 


Lactobacillus kimchii 
kimchii Bacteria; 


ref|NR_025045.1 
86 Lactobacillus 


ref|NR_025036.1| Streptococcus 
2416361 2417865 Streptococcus 
; Streptococcus. 
ref|NR_025027.1| Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


e; Oceanimonas. 

ref|NR_025012.1| Shewanella japonica 

41 Shewanella japonica Bacteria; 

eae; Shewanella. 

ref|NR_024941.1| Hyphomonas oceanitis 
42 Hyphomonas oceanitis Bacteria; 

ceae; Hyphomonas. 

ref|NR_024940.1| Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas. 
ref|NR_024939.1| Hyphomonas hirschiana 
30 Hyphomonas hirschiana Bacteria; 
ceae; Hyphomonas. 
ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 
ceae; Hyphomonas. 
ref|NR_024937.1| Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
ceae; Hyphomonas 
ref |NR_024908.1 
2585691 258722 
Oceanospirillal 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref|NR_024849.1 
2654667 265613 
tales; Corynebac 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Neptunomonas 

7 Neptunomonas 

eptunomonas. 
Paralactobacillus 

9 Paralactobacillus 

acillus. 
Paenibacillus 

1 Paenibacillus 


Corynebacterium 
8 Corynebacterium 
terineae; 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 

Paenibacillus 
8 Paenibacillus 


ref |NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref|NR_024759.1 
2777747 277920 
; Paenibacillus. 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024752.1 
65 2789727 Paenib 
ref|NR_024680.1| Vibrio rumoiensis 
02 Vibrio rumoiensis Bacteria; 
ibrio. 
ref|NR_024679.1| Mycetocola lacteus 
97 Mycetocola lacteus Bacteria; 
; Microbacteriaceae; Mycetocola. 
ref|NR_024678.1| Mycetocola saprophilus 
91 Mycetocola saprophilus Bacteria; 
; Microbacteriaceae; Mycetocola. 


Alicyclobacillus 
lobacillus herbarius 


Paenibacillus 
acillus koleovorans 


219856858 
sequence 
dae; Actin 


219856815 


ref|NR_024677.1] Mycetocola 
2896542 2897985 Mycetocola 
omycetales; Micrococcineae; 


ref 


occus. 


NR_024634.1| Streptococcus porcinus 


2961676 2963171 Streptococcus porcinus Bacteria; 


571186 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


571186 Bacteria_16S 


hydrogenophilus s 
drogenophilus B 


strain 1144-97 16 
Firmicutes; Lacto 


571186 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


571186 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


571186 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


571186 Bacteria_16S 


strain TA68 16S r 


1186 Bacteria_16S 


2964466 2964388 7 85 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2996458 2996380 7 85 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3042019 30419417 85 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3049674 3049596 7 85 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; E 
3070744 3070666 7 85 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3091804 3091726 7 85 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Ignavigranu: 
3093242 3093164 7 85 gi 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


571186 Bacteria_16S 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


571186 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


571186 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


571186 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


571186 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


571186 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


571186 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


571186 Bacteria_16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


571186 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


571186 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


571186 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


571186 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


571186 Bacteria_16S 


australicum strai 
australicum Bacte 


571186 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


571186 Bacteria_16S 


3120410 3120332 7 
MMZ 241 


85 gi 
5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 
Corynebacterium. 
3124902 3124832 15 
ain DSM 
teria; 


v 

e; 
85 gi 
1869 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobact 


3127860 3127790 15 

ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3129348 3129278 15 85 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


85 gi 


3170223 31701467 84 gi 
ain DSM 20540 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; 
3174793 3174715 8 

A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3176315 3176237 7 85 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3179409 31793317 
IBS B52218 16S 
a; Acti 
e; Corynebacterium. 

3180813 3180735 7 85 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3208254 32081767 85 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3220360 3220294 17 83 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3227894 3227824 15 85 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3264101 3264031 15 85 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3274717 3274647 16 86 gi 


86 gi 


85 gi 
ribosomal RNA, partial 


ridia; Clostridiales; Eubacteriaceae; 


3276226 3276156 16 86 gi 


Deinococci; 


nobacteria; Actinobacteridae; Act 


219856814 


2963222 29647 


occus. 
219846926 
sequence 
icaceae; H 
219846895 


3040796 30422 


219846889 
30484 
re 
219846875 
30695 
s. 
219846861 


3090574 30919 


m. 
219846860 


3092041 30935 
occineae; 


oc 
219846842 

quence 

ti 


219846839 
1 sequence 
eria; Rhiz 


219846837 
uence 

a; Rhizobi 
219846836 
al sequenc 
ia; Rhizob 


, 


219846808 
al sequenc 
; Deinococ 
219846805 
31735 
s; Thermoa 
219846804 
sequence 
Actinomyc 


219846802 
sequence 
inomycet 


219846801 
31795 


219846783 
ial sequen 
e; 


219846774 
32191 
s; Thermod 
219846769 


3226672 32281 


onaceae; V 
219846745 
al sequenc 
ia; Rhizob 
219846738 


6S ribosomal RNA, partial sequence 3273522 32749 


Eubacteriu 
219846737 


mococcus. 


nomyceta 


Actinomycet 


ref|NR_024633.1 
20 Streptococcus 


ref|NR_026518.1 

2995219 299673 
ydrogenobacter. 
ref|NR_026487.1 


ref|NR_026481.1 
54 3049838 Eremoc 


ref |NR_026467.1 
11 3070973 Vagoco 


ref|NR_026453.1 
90 Ignavigranum 


ref|NR_026452.1 
crococcacea 
NR_026434.1 
119211 312059 
Corynebacte 


7 Mi 
ref 


Ww 


les; 


ref |NR_026431.1 
3123738 312518 
obiales; Hyphomi 


ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref|NR_026396.1 
175122 317658 
etales; Coryneba 


Ww 


ref|NR_026394.1 
3178210 317953 
ales; Corynebact 


’ 


ref|NR_026393.1 
83 3181087 Fackla 


ref |NR_026375.1 
ce 3207052 320851 
ales; Coryne 


ref |NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref |NR_026361.1 


ibrio. 

ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026330.1 


mM. 


Streptococcus canis 
canis Bacteria; 


Hydrogenobacter 
2 Hydrogenobacter 


Facklamia languida 


68 Facklamia languida Bacteria; 


Eremococcus coleocola 
occus coleocola 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
e: 


Kocuria. 
Corynebacterium 
3 Corynebacterium 
rineae; 


v 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 

Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Deinococcus 
7 Deinococcus 
aceae; Deinococcus. 
Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Corynebacterium 
0 Corynebacterium 
cterineae; 


, 


Corynebacterium 
2 Corynebacterium 
erineae; 


Facklamia hominis 
mia hominis Bacteria; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


ref|NR_026329.1 


Acetobacterium bakii 


strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; 


Eubacteriaceae; Acetobacterium. 


571186 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
571186 Bacteria_16S 


strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 33055 
Lactobacillales; 


Firmicutes; 
571186 Bacteria_16S 


strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillales; 


Firmicutes; 
571186 Bacteria_16S 
strain DSM 44140 


571186 Bacteria_16S 


aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
571186 Bacteria_16S 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


571186 Bacteria_16S 


strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


571186 Bacteria_16S 


proteoclasticus strain DSM 12679 16S ribosomal RNA, partial seque 
proteoclasticus Bacteria; 


571186 Bacteria_16S 
strain DSM 44015 


571186 Bacteria_16S 
strain DSM 20315 


571186 Bacteria_16S 


lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


lacticum Bacteria; 
Microbacterium. 
571186 Bacteria_16S 
strain Milford 74 
Proteobacteria; 
571186 Bacteria_16S 
strain ATCC 15338 
Proteobacteria; 
571186 Bacteria_16S 


Firmicutes; 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3279254 3279184 16 86 


DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
3305296 3305218 7 85 
Lactobacillaceae; 

3306836 3306758 7 85 


Lactobacillaceae; 
3321868 3321798 15 85 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


3346159 3346081 7 85 


3352270 3352192 7 85 


3356914 3356836 7 85 


3366234 33661577 84 
Firmicutes; 


3381341 3381271 15 85 


3453357 3453279 7 85 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


3512440 3512362 7 85 


3558550 3558480 15 85 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


3560030 3559960 15 85 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


3561545 3561475 15 85 


strain 717 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


571186 Bacteria_16S 


nigripulchritudo strain 164 16S ribosomal RNA, partial 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; V 


571186 Bacteria_16S 


80 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


571186 Bacteria_16S 


strain ATCC 14048 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


571186 Bacteria_16S 


3563065 3562995 15 85 


3564551 3564481 15 85 


35 


3566031 3565961 15 85 


3567537 3567467 15 85 


strain NS 16S ribosomal RNA, partial sequence 


Proteobacteria; 
571186 Bacteria_16S 
strain ATCC 35912 
Bacteria; 
571186 Bacteria_16S 
thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 

571186 Bacteria_16S 


cellobioparum strain DSM 1351 16S ribosomal RNA, partial 
cellobioparum Bacteria; 


571186 Bacteria_16S 


frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 
frigidimarina Bacteria; 


571186 Bacteria_16S 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


3569042 3568972 15 85 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


3580989 3580919 15 85 


strain RB-3 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


3594908 3594838 15 85 


Firmicutes; Clostridia; 
3660198 3660128 15 85 


Proteobacteria; 
3750082 3750012 15 


Gammapr 
85 


strain A089 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Clostridia; 


complete sequence 


gi|219846735 
Eubact 
gi|219846718 
Lactobacillus. 
gi|219846717 


Lactobacillus. 
gi|219846705 


219846687 
33449 
Micr 


gi 


gi| 219846683 


gi|219846679 


gi| 219846673 
Clostridiales; 
gi|219846662 
33801 
Cory 


gi|219846608 


gi|219846568 


219846537 
35572 
Vv 
219846536 
35587 
V 
gi| 219846535 
3560299 35617 
Vv 
219846534 
sequence 


gi 


gi 


gi 


gi| 219846533 
63299 3564734 Vibri 


219846532 
35647 
Vv 
gi|219846531 
3566301 35677 
Vv 
219846530 
35678 
Vibri 
219846522 
sequence 


gi 


gi 


gi 


219846512 
sequence 
Clostridiales; Cl 

gi|219846465 


gi 


oteobacteria; Alte 


ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 
ref |NR_026297.1 


Gordoniacea 
NR_026279.1 


eae; 
ref 


omonosporineae H 


ref|NR_026275.1 
; Microbacteriac 
ref|NR_026271.1 


; Dermabacterace 
ref|NR_026265.1 
nce 336503 
Clostridiaceae; 
ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref |NR_026200.1 


; Micrococcaceae 
ref |NR_026160.1 

3511236 351270 
les; Micrococcin 


ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


ibrio. 
ref|NR_026126.1 

3561815 356324 
ibrionales; Vibr 
ref|NR_026125.1 
o nereis Bacteri 


ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref |NR_026123.1 


ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio. 
ref|NR_026114.1 

3579840 358126 
Rhodospirillales 


ref|NR_026104.1 
3593717 359520 
ostridiaceae; Cl 
ref|NR_026057.1 
3658961 366046 
romonadales; 


gi|219846401 


Shewanellaceae; 


Acetobacterium 
2 Acetobacterium 
acterium. 
Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 

Caloramator 
4 3366453 Caloramator 
Caloramator. 

Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 
Microbacterium 

9 Microbacterium 

eae; Microbacteriaceae; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Clostridium 
3 Clostridium 
ostridium. 
Shewanella 
5 Shewanella 
Shewanella. 


ref |NR_025992.1 


Vibrio scophthalmi 


3748871 3750367 Vibrio scophthalmi Bacteria; 


GGAAACTGGGGAACTTGAGGACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGG 
TCTGTTTCTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGCTTCCAC 
CCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTGGACCACCCTAGAGATAGGGTTTTCCTTCGGGGACCAAGGTGACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCC 
GGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGCAGCGAAGCCGC 
GAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCGAAGGTGGGG 
CCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACCGATGGAGTGCTTGCATTCCTGAGGTTAGCGGCGGACGGGTGAGTAAC 
ACGTAGGCAACCTGCCTGTACGACCGGGATAACTCCGGGAAACCGGAGCTAATACCGGATAGGATGCCGAACCGCATGGTTCGGCATGGAAAGGCCTTTGAGCCG 
CGTACAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGA 
GACACGTCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAGGAAGGTCTTCGGATCGTA 
AAACTCTGTTGTCAGGGAAGAACCGCCGGGATGACCTCCCGGTCTGACGGTACCTGACGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTTCTTAAGTCAGGTGTGAAAGCCCACGGCTCAACCGTGGAGGGCCATCTGAAACTG 
GGGAGCTTGAGTGCAGGAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGTAAC 
TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGAGTCCACCTCCTCAGTG 
CCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCGCTGACCCCTCCAGAGATGGAGGTTTCCTTCGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTTGTTGCCAGCATTCAGTTGGGCACTCTAAGGAGACTGCCGTCGACAAG 
ACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGACGGTACAACGGGCGTGCCAACCCGCGAGGGTGA 
GCCAATCCCTAAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGT 
TCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTGAGGTAACCTTCTGGAGCCAGCCGCCGAAGGTGGGGCAGATGATT 
GGGGTGAAGTCGTAACAAGGTATCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAACACATGCAAGTCGA 
ACGGTAAGGCCCCTTCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCG 
GATATGACCTTCCCCTGCATGGGGGTTGGTGGAAAGCTTTTGCGGTACAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACG 
ACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGACGAAGCGCAAGTGACGGTACCTACAGAAGAAGCACCGGCCAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCGTCTGTGAAAACCCGAG 
GCTTAACCTCGGGCCTGCAGGCGATACGGGCAGACTTGAGTACTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCG 
GTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTAC 
TAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATAGAGGATCGCCGGAGAGATTCGGTTTGCCTTGTGC 
CTTCTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGG 
TGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCGC 
GTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCGCGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAA 
TCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTG 
TGGGAGGGAGCTGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGATTCAGAGCCCGGAAATCGACTTCCGACTTCCGACCTCTGGATAGCGGCGGACGGGTGAG 
TAACGCGTGGGCAACCTACCCTTAAGACCGGGATAACACCTCGAAAGGGGTGCTAATACTGGATAAGCTCCTTGTAGGGCATCCTATGGGGAGGGAAGGTAGCGG 
AAGCTACCGCTTAAGGATGGGCCCGCGTCCCATCAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGTGAAGAAGGCCTT 
CGGGTTGTAAAGCTCGATAGTGTGGGAAGAATAGATGACGGTACCACACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGT 
TGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCACTTAAGTCAGGTGTAAAAAACCCGGGCTCAACCCGGGGGATGCACATGAAACTGGGTGGCTAGAG 
GGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCTCTGGACTGACCCTGACGCTGAGG 
CGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGTGCCGTAGTTAACG 
CAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGCCGAAAGGTGAGCGAGCCTGCCTTATGGTAGGCAGCCTGCACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCTTCTAGTTGCCATCGGGGAAAGCCGGGCACTCTAGAGGGACTGCCGTGGACAACA 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGCCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGAGGCGAAGCCGCGAGGCGGAGC 
GGAACCCAAAAAGCCGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCAACACCCGAAGCCGGTGACCCAACCCGGAAGGAGGGAGCCGTCGAAGGTGGGGCAAGTGATTG 
GGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAACACATGCAAGTCGCGCGAGAAAGCTGCTCTTTGAG 
CAGTTAGTAAAGCGGCGGACGGGTGAGTAACGCGTGAGTAATCTACCTTTAAGTCTGATATAACTTCTCGAAAGGGAAGCTAATTTCGGATATTATGCTGCCTGG 
ATAACCAGGCTGCATCAAAGGCGGCTTTTTGCCTCCGCTTTTAGATGTGCTCGCGTCCCATTAGCTTGTTGGTGAGATAACAGCTCACCAAGGCTGCGATGGGTA 
GCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTTCGCAATGAGCGCAAGCTTGACGAA 
GCGACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTCAGGGAAGAACATCTTAGTAGTGAATAACTGCTAGGCTTGACGGTACCTGAGAAGA 
AAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTGCGCAGGCGGTCTGGCAAGTCAAG 
TGTGAAATGTATCGGCTTAACTGATACACTGCGCTTGAAACTGTCAGACTTGAGGGCAAGAGAAGAGAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATAT 
TAGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGCTTGACCCTGACGCTGAGGCACGAAAGCTAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCTG 
TAAACGCTGGATACTAGGTGTTGGGGGTTCAACTCCCTCAGTGCTGCAGTTAACGCGTTAAGTATCCCGCCTGGGGATTACGACCGCAAGGTTGAAACTCAAAGG 
AATTGACGGGGGCCTGCACAAGCGGCGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGACATCCCGTGACTATCTGTCAACAGCAGA 
ATTTGGTCCTTTGGATCACACGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTA 
GTTGCCAGCATTAAGTTGGGGACTCTAGGGAGACTGCCAGTCAAAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGCTCTGGGCTACACA 
CGTGCTACAATGGCCTGTACAGAGGGCTGCTATACCGCAAGGTTTAGCCAATCCTCAAAACAGGTCCCAGTTCGGATTGCTGGCTGCAACTCGCCTGCATGAAGC 
TGGAGTCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATCCGTTCCCAGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGATGCACCAGAAGTCGTC 
TACGGGCGCCGAAGGTGTGTCCGATAAGGGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGA 
CCACTTGGCGCATGCCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTCACGGCCTACCAAGGCTCCGACGGGTA 
GCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCA 
GCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGGTCCGGGTTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGG 
CCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAAC 
TCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAA 


571186 Bacteria_16S 3812016 3811938 7 85 gi| 219846355 |ref|NR_025946.1 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnob 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

571186 Bacteria_16S 3824309 3824240 15 84 gi| 219846347 |ref|NR_025938.1 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 382454 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; P 
Haemophilus. 

571186 Bacteria_16S 3860448 3860378 14 84 gi|219846322|ref|NR_025912.1 


strain 4229 16S r 
Tenericutes; Moll 


571186 Bacteria_16S 3880420 3880350 14 84 gi|219846309|ref|NR_025899.1 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 38807 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

571186 Bacteria_16S 3953082 3953012 15 85 gi| 219846257 |ref|NR_025847.1 


strain DSK1 16S r 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ibosomal RNA, partial sequence 


3859256 38606 


3951843 39533 


Carnobacterium 
acterium funditum 


Haemophilus 
7 Haemophilus 


asteurellaceae; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

571186 Bacteria_16S 3970971 3970901 15 85 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
571186 Bacteria_16S 4003263 4003193 15 85 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

571186 Bacteria_16S 4030525 4030455 15 85 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

571186 Bacteria_16S 4047230 4047160 15 85 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

571186 Bacteria_16S 4059193 40591157 85 gi|219846181|ref|NR_025771.1] Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

571186 Bacteria_16S 4077317 4077236 5 86 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

571186 Bacteria_16S 4104455 4104385 15 85 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

571186 Bacteria_16S 4118106 4118028 7 85 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

571186 Bacteria_16S 4125799 41257217 85 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

571186 Bacteria_16S 4130304 4130234 15 85 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

571186 Bacteria_16S 4145795 41457175 83 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
571186 Bacteria_16S 4170367 4170297 15 85 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

571186 Bacteria_16S 4179599 4179529 15 85 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

571186 Bacteria_16S 4187218 4187148 15 85 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

571186 Bacteria_16S 4243154 4243076 7 85 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

571186 Bacteria_16S 14687 14618 16 85 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

571186 Bacteria_16S 22345 22276 16 85 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 


571186 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


571186 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


571186 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


571186 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


571186 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


571186 Bacteria_16S 


succinivorans str 
succinivorans Bac 


571186 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


571186 Bacteria_16S 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


571186 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 


571186 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


571186 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


571186 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


571186 Bacteria_16S 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


571186 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


571186 Bacteria_16S 


strain MK (Kaplan 
Proteobacteria; A 
fever group. 


571186 Bacteria_16S 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


571186 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


571186 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


571186 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


571186 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


571186 Bacteria_16S 


strain R65 16S ri 


bosomal RNA, partial sequence 


31587 31518 16 85 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

48052 47983 16 85 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
n Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
acteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

51130 51061 15 84 gi|265679030|ref|NR_029338.1| Desulfovibrio 

All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

52738 52669 16 85 gi|265679029|ref|NR_029337.1| Enterococcus asini 
bosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

61847 61778 16 85 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
osomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

70866 70797 16 85 gi| 265679017 |ref|NR_029325.1| Schwartzia 
ain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
teria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

90261 90192 16 85 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
ain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
teria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 

136256 136179 8 85 gi|265678972|ref|NR_029280.1| Actinomyces 
in 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

148228 148151 8 85 gi|265678964|ref|NR_029272.1| Kineococcus 
n Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 

Kineococcus. 

184884 184815 15 84 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1 RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

204915 204846 16 85 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
in H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
eria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

218831 218763 16 85 gi|265678917|ref|NR_029225.1| Planctomyces 
n Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
ria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 

246386 246309 8 85 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
n CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 

312971 312902 16 85 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
train S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
acteria; Firmicutes; Bacillales; Staphylococcus. 

317441 317372 16 85 gi|265678849|ref|NR_029154.1| Rickettsia akari 
) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
lphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

343589 343512 8 85 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 

394793 394724 15 84 gi|265678792|ref|NR_029097.1| Oribacterium sinus 

16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Oribacterium. 

428802 428725 8 85 gi|265678769|ref|NR_029074.1| Corynebacterium 
in YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

438140 438063 8 85 gi|265678763|ref|NR_029068.1| Amycolatopsis 
ain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

474828 474759 16 85 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

493244 493175 16 85 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 


492024 493535 Marinobacter sediminum Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


571186 Bacteria_16S 
kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 
571186 Bacteria_16S 
nepalensis strain 


Bacteria; 


Firmicutes; 


Bacteria; 


Bacteria; 


Bacteria; 


Hl 
Clostridia; 


Clostridia; 
571186 Bacteria_16S 
valerianellae str 
valerianellae Bacteria; 
571186 Bacteria_16S 

oleivorans strain 
Proteob 
571186 Bacteria_16S 
strain CCUG 42773 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
571186 Bacteria_16S 
picturae strain R 


Clostridiales; Veillonellaceae; 
571186 Bacteria_16S 
pinnipedialis str 
pinnipedialis Bacteria; 
571186 Bacteria_16S 

pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 
571186 Bacteria_16S 
strain M343/98/2 


494811 494734 7 84 gi 


542084 542015 16 85 gi 
Bacillales; Staphylococcus. 
549741 549672 16 85 

ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


577093 577016 8 85 gi 


gi 


Proteobacteria; 


578607 578530 8 85 gi 


596650 596573 8 85 gi 
16S ribosomal RNA, partial sequence 

607157 607088 16 85 gi 
Bacillales; Bacillaceae; 


631571 631494 8 85 gi 


639192 639123 16 85 gi 


643866 643797 16 
RNA, partial sequence 


85 gi 
Sporomusa. 
661885 661816 16 85 gi 
Firmicutes; Bacillales; 


669432 669355 8 85 gi 


Arcanobacterium. 


674061 673984 8 85 gi 


683062 682985 8 85 gi 
16S ribosomal RNA, partial sequence 


Betaproteobacteria; Neisseriales; Neiss 


696825 696752 8 81 gi 


Opitutae; Opitutales; Opitutaceae; Opitutus. 


571186 Bacteria_16S 
strain 111-35 16S 


Firmicutes; 


Bacteria; 


706994 706925 15 84 
ribosomal RNA, partial sequence 


gi 


736057 735988 16 85 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
765633 765564 16 85 gi 


Clostridia; 


807072 807003 16 85 gi 


Thermodesulfobacteria; Thermodes 


Thermodesulfobacterium. 


571186 Bacteria_16S 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 
haemoperoxidus Bacteria; 
571186 Bacteria_16S 
strain 19 16S ribosomal RNA, partial sequence 
Clostridia; 
571186 Bacteria_16S 
radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 
571186 Bacteria_16S 


Firmicutes; 


831581 831512 16 85 gi 
Firmicutes; Lactobacillales; E 
846781 846712 15 84 gi 


Clostridiales; Clostridiaceae; 
852626 852549 8 85 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 

866404 866335 15 


84 gi 


in KGN15 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; 


CW1l 16S ribosomal RNA, partial sequence 
Firmicutes; 
571186 Bacteria_16S 


strain TMAO3 16S 548509 55004 


-5321 16S ribosomal RNA, partial sequence 
Firmicutes; 
571186 Bacteria_16S 

strain Muenster 2 
Bacteria; Actinob 
571186 Bacteria_16S 
rhizophila strain 
Proteob 
571186 Bacteria_16S 
16S ribosomal 


000 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
571186 Bacteria_16S 
strain NCTC 10617 
Proteobacteria; 
571186 Bacteria_16S 
PB90-1 16S ribosomal RNA, partial sequence 


705889 70720 
Clostridia; Clostridiales; Lachnospiraceae; 
571186 Bacteria_16S 
histaminiformans 
histaminiformans 
571186 Bacteria_16S 
jalaludinii strain M9 16S ribosomal RNA, 
Firmicutes; 
571186 Bacteria_16S 

thermophilum strain 7 16S ribosomal RNA, partial sequence 
thermophilum Bacteria; 


complete sequence 
Clostridiales; Veillonellaceae; 


845553 84708 
Clostridium. 
ref 
851409 852783 
e; Actinomycet 


265678722 


265678691 


265678686 


Sporomusa. 
265678668 


Burkho 
265678667 


265678655 


265678647 


265678630 


Micro 
265678625 


265678622 


265678608 


265678603 


265678600 


265678594 
eriaceae; N 
265678585 
265678578 
Dorea. 
265678558 
sequence 
tridiales; 
265678536 
265678508 
ulfobacteri 
265678492 
nterococcac 


265678482 


265678478 
1 sequence 


265678468 


halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 


ref 
493586 495067 
Micrococcineae; Micrococcaceae; 


ref 
540862 542331 Staphylococcus nepalensis 


ref 
4 Sporomusa aerivorans Bacteria; 


ref 
ain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 
Betaproteobacteria; 
ref 
MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalas 
acteria; Gammaproteobacteria; Oceanospirillales; 
ref 
595455 596820 Actino 


ref 
605920 607435 Oceano 
Oceanobacillus. 
ref 
630349 631823 Kytoco 
Dermacoccaceae; 
ref 
e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenot 
acteria; Gammaproteobacteria; Xanthomonadales; Xa : 
ref 
642624 644123 Sporom 


ref 
ain A/G14/99/10 16S ribosomal RNA, partial sequen 
Jeotgalicoccus. 
ref 
ain M430/94/2 16S ribosomal RNA, partial sequence 668320 66970 
teria; Actinobacteria; Actinobacteridae; Actinomy 


ref 
5 Actinomyces coleocanis Bacteria; 


ref 
681882 683236 Neisse 


ref 
695588 697067 Opitut 


ref 
4 Dorea longicatena Bacteria; 


ref 

734793 736329 
Vei 
ref 
764385 765927 Mitsuo 
Mit 
ref 
805842 807361 Thermo 


ref a 
830324 831835 


ref 
1 Clostridium scindens Bacteria; 


ref 


lde 


Tha 


Ac 


COC 


nth 


USA 


ce 


cet 


Ac 


eis 


us 


ale 


eae 


NR_029027.1 


NR_028996.1 


NR_028991.1 


NR_028973.1 


riales; 
NR_028972.1 


lassolituus. 
NR_028960.1 


tinomycetace 
NR_028952.1 
NR_028935.1 


cineae; 
NR_028930.1 


omonadaceae 
NR_028927.1 


ovata Bacte 


NR_028913.1 
660668 


NR_028908.1 


a 


ales; Actino 


NR_028905.1 


tinomycetace 
NR_028899.1 


seria. 
NR_028890.1 
terrae Bacte 


NR_028883.1 


NR_028862.1 


llonellaceae 
NR_028840.1 


suokella. 
NR_028811.1 


s; Thermodes 
NR_028795.1 
7 Enterococc 
NR_028785.1 
NR_028781.1 


ales; Kineos 


Comamonadaceae; 


Arthrobacter 
Arthrobacter 


Staphylococcus 


Sporomusa aerivorans 


Acidovorax 

Acidovorax 

Acidovorax. 
Thalassolituus 

solituus oleivorans 


Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Oceanobacillus 
bacillus picturae 


Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 

Stenotrophomonas 
rophomonas rhizophila 

Stenotrophomonas. 

Sporomusa ovata strain 
ria; Firmicutes; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Arcanobacterium 
Arcanobacterium 
mycineae; 


Actinomyces coleocanis 


ae; Actinomyces. 
Neisseria lactamica 
ria lactamica Bacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Dorea longicatena 


Allisonella 
Allisonella 
; Allisonella. 
Mitsuokella 
kella jalaludinii 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Enterococcus 
Enterococcus 

us. 

Clostridium scindens 


Kineococcus 
Kineococcus 
poriineae; 


NR_028771.1 


Sulfurospirillum 


865186 866674 Sulfurospirillum 


halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Sulfurospirillum. 
571186 Bacteria_16S 
strain CFBP 4188 


867964 867895 16 
16S ribosomal RNA, partial sequence 866725 86827 


85 


gi 


265678467 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
571186 Bacteria_16S 898106 898037 16 85 gi| 265678446 
strain E6844 16S ribosomal RNA, partial sequence 896853 89837 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
571186 Bacteria_16S 932109 932040 15 84 gi| 265678424 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial seque 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridial 
571186 Bacteria_16S 949204 949127 8 85 gi| 265678413 
strain PHL 16S ribosomal RNA, partial sequence 947973 94948 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
571186 Bacteria_16S 950769 950692 8 85 gi| 265678412 
strain 133 16S ribosomal RNA, partial sequence 949535 95104 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
571186 Bacteria_16S 963128 963059 16 85 gi| 265678403 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcacea 
571186 Bacteria_16S 970759 970682 7 84 gi| 265678397 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Des 
Desulfovibrio. 

571186 Bacteria_16S 993861 993793 16 84 gi| 265678382 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 99261 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadac 
571186 Bacteria_16S 1006070 1005994 8 85 gi| 265678374 


peptidolytica str 
peptidolytica Bacteria; 
Pseudoalteromonas. 
571186 Bacteria_16S 
strain OK-1 16S r 
Proteobacteria; 
571186 Bacteria_16S 
succinus subsp. 


571186 Bacteria_16S 


1010554 1010485 16 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
1019633 1019564 16 
succinus strain AMG-D1 16S ribosomal RN. 
Staphylococcus succinus subsp. 

1038019 1037942 8 


Gammaprot 


85 


85 


85 


strain 7-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


571186 Bacteria_16S 
strain KMM 1406 1 
Proteobacteria; 
571186 Bacteria_16S 
sphenisci strain CECT 59 
sphenisci Bacteria; Acti 
Corynebacteriaceae; Cory 
571186 Bacteria_16S 
iheyensis HTE831 16S rib 
Bacteria; Firmicutes; Ba 
571186 Bacteria_16S 
DSM 16069 16S ribosomal 

Bacteria; Proteobacteria 


1066927 1066858 16 
6S ribosomal RNA, partial sequence 1065751 10671 
Gammaproteobacteria; Chromatiales; Chro 
1134660 1134583 8 


85 


85 


ain F12-50-Al 16S ribosomal RNA, parti 
Proteobacteria; 


eobact 


gi 


al sequenc 
eria; Alte 


265678371 


1009316 10108 


Ss 
gi 


succinus Bacteria; 


gi 


hewanellac 
265678365 
A, complet 


265678353 


1036784 10382 


gi 


gi 


90 16S ribosomal RNA, partial s 


571186 Bacteria_16S 
tataouinensis TTB 
TTB310 Bacteria; 
571186 Bacteria_16S 
strain 01-570-1 1 
Firmicutes; Lactobacilla 
571186 Bacteria_16S 
strain AM1114 16S 
Firmicutes; Clostridia; 
571186 Bacteria_16S 
subsp. equorum st 
subsp. equorum Bacteria; 
571186 Bacteria_16S 
lactoaceticus 6A 
Bacteria; Firmicutes; Cl 
Sedis; Caldicellulosirup 
571186 Bacteria_16S 


les; 


Firmicutes; 


1302159 1302090 16 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterale 


ostridia; 
tor. 


1303670 1303601 15 


85 


ribosomal RNA, partial sequence 
Clostridiales; 
1294707 1294638 16 
rain PA 231 16S ribosomal RNA, partial 


Clostridia 
85 


Bacillales; 
85 


84 


gi 


mamonadace 
265678333 


matiaceae; 
253680767 
equence 


nobacteria; Actinobacteridae; Actinomycet 
nebacterium. 

1155833 1155764 16 85 gi| 253680753 
osomal RNA, partial sequence 1154576 11561 
cillales; Bacillaceae; Oceanobacillus. 

1175622 1175553 16 85 gi| 228718578 
RNA, partial sequence 1174405 11758 
; Gammaproteobacteria; Kangiella. 

1198351 1198274 8 85 gi| 228715504 

310 16S ribosomal RNA, partial sequence 11971 
Proteobacteria; Betaproteobacteria; Burkholderia 
1220836 1220767 16 85 gi| 219878362 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofus 
1223893 12238125 


tis. 
219878346 


1222664 12241 


ceae; 
gi 


Staphy 
gi 


gi 


Caminicell 
228715348 
sequence 

lococcus. 
219846639 


s; Thermoa 


Firmicutes; 


ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
aceae; Xanthomonas. 

ref|NR_028748.1| Enterococcus avium 

6 Enterococcus avium Bacteria; 
ref|NR_028726.1| Clostridium 

nce 930884 932385 Clostridium 
es; Clostridiaceae; Clostridium. 
ref|NR_028715.1| Acidovorax temperans 


4 Acidovorax temperans Bacteria; 
ae; Acidovorax. 
ref|NR_028714.1| Acidovorax delafieldii 
9 Acidovorax delafieldii Bacteria; 


ae; Acidovorax. 

ref|NR_028705.1] Enterococcus 
961894 963406 Enterococcus 

e; Enterococcus. 

ref|NR_028699.1| Desulfovibrio 
969528 971049 Desulfovibrio 


ulfovibrionales; Desulfovibrionaceae; 
ref|NR_028684.1| Syntrophomonas 

4 994134 Syntrophomonas sapovorans 
eae; Syntrophomonas. 

ref|NR_028676.1| Pseudoalteromonas 

e 1004861 1006308 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_028673.1| Shewanella algae 

53 Shewanella algae Bacteria; 

eae; Shewanella. 

ref|NR_028667.1| Staphylococcus 

e sequence 1018386 1019933 
Bacillales; Staphylococcus. 


ref|NR_028655.1| Curvibacter gracilis 

67 Curvibacter gracilis Bacteria; 

ae; Curvibacter. 

ref|NR_028635.1| Rheinheimera pacifica 

52 Rheinheimera pacifica Bacteria; 

Rheinheimera. 

ref|NR_028015.1| Corynebacterium 
1133500 1134881 Corynebacterium 

ales; Corynebacterineae; 

ref|NR_028001.1| Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


ref|NR_027574.1| Kangiella koreensis 
98 Kangiella koreensis DSM 16069 


Ramlibacter 
acter tataouinensis 
les; Comamonadaceae; Ramlibacter. 
ref|NR_025501.1| Allofustis seminis 
16 Allofustis seminis Bacteria; 


ref|NR_027534.1 
311198567 Ramlib 


ref|NR_025485.1| Caminicella sporogenes 

19 Caminicella sporogenes Bacteria; 

a. 

ref|NR_027520.1 
1293463 129495 


Staphylococcus equorum 
6 Staphylococcus equorum 


ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


219846514 


ref|NR_026106.1| Eubacterium 


cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 


Bacteria; Firmicutes; Cl 


ostridia; 


Clostridiales; 


Eubact 


eriaceae; 


Eubacterium. 


571186 Bacteria_16S 


owensensis OL 16S 


1305269 1305200 16 85 
ribosomal RNA, partial sequence 


gi 


219846460 


1304017 13055 


ref|NR_026051.1 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 
571186 Bacteria_16S 1312761 1312692 16 85 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 
571186 Bacteria_16S 1315889 1315820 16 85 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
571186 Bacteria_16S 1319002 1318933 16 85 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
571186 Bacteria_16S 1320544 1320475 16 85 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
571186 Bacteria_16S 1325178 1325109 16 85 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 
571186 Bacteria_16S 1409740 1409671 15 84 gi| 224581401 |ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
571186 Bacteria_16S 1429656 1429587 16 85 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 
571186 Bacteria_16S 1431189 1431120 15 84 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 
571186 Bacteria_16S 1434277 1434208 16 85 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 
571186 Bacteria_16S 1451107 1451030 8 85 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
571186 Bacteria_16S 1479798 1479729 16 85 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 
571186 Bacteria_16S 1481371 1481294 8 85 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 
571186 Bacteria_16S 1491962 1491893 15 84 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
571186 Bacteria_16S 1518845 1518776 15 84 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
571186 Bacteria_16S 1520358 1520289 15 84 gi|219857617|ref|NR_025206.1| Hespellia porcina 


strain PC80 16S r 
Firmicutes; Clost 


571186 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


571186 Bacteria_16S 


strain B8 16S rib 
Proteobacteria; B 


571186 Bacteria_16S 


strain B6 16S rib 
Proteobacteria; B 


571186 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


571186 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1524990 1524921 16 85 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1549388 1549311 8 85 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1550854 1550777 8 85 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1588514 1588445 16 85 gi 
bacillales; Enterococcaceae; Enterococ 
1652411 1652342 16 85 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 


571186 Bacteria_16S 


strain R-13291 16 


1653945 1653876 16 85 gi 
S ribosomal RNA, partial sequence 


1519166 15206 
espellia. 


H 
219857527 
15237 
nellaceae; 

219857245 


1548180 15495 


uabacteriu 
219857244 


1549646 15510 


uabacteriu 
219878486 


16S ribosomal RNA, partial sequence 1587284 15887 


cus. 
219878441 
partial se 
cillaceae; 
219878439 


ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_024875.1 
95 Aquabacterium 
m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref|NR_025625.1 
92 Enterococcus 


ref 
quen 
Bac 


NR_025580.1 
ce 165119 
illus. 


14 Hespellia porcina Bacteria; 


Selenomonas sputigena 
monas sputigena 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Enterococcus italicus 


italicus Bacteria; 


Bacillus 
2 1652677 Bacillus 


ref|NR_025578.1 


Thermomonas brevis 


1652728 1654224 Thermomonas brevis Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 


571186 Bacteria_16S 
strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
strain 75-80 16S 
Proteobacteria; 

571186 Bacteria_16S 
strain 16351 16S 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Bacteria; 


Thermomonas. 


571186 Bacteria_16S 
capitovis strain 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacteriaceae; Corynebacterium. 
571186 Bacteria_16S 
strain ME102 16S 
Proteobacteria; 

571186 Bacteria_16S 
vibrioides strain 
vibrioides Bacteria; 
571186 Bacteria_16S 
strain DSM 2875 1 


Firmicutes; 


Firmicutes; 


Firmicutes; 


571186 Bacteria_16S 


Clostridia; 
571186 Bacteria_16S 

strain OSBAC1 16S 
Proteobacteria; 
571186 Bacteria_16S 
atypicum strain R2070 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
571186 Bacteria_16S 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 
xylanivorans Bacteria; 
571186 Bacteria_16S 

vaccimaxillae strain R10176 16S ribosomal RNA, partial 
vaccimaxillae Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; 
571186 Bacteria_16S 
cardiffensis strain CCUG 44997 16S ribosomal RNA, parti 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae 
Actinomycetaceae; Actinomyces. 
571186 Bacteria_16S 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 17488 
Clostridia; 
571186 Bacteria_16S 

strain LMG 18422 


Fusobacteria; 
571186 Bacteria_16S 
carmonensis strain LMG 20964 16S ribosomal RNA, partial 
carmonensis Bacteria; 
571186 Bacteria_16S 
necropolis strain 
necropolis Bacteria; 
571186 Bacteria_16S 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partia 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; 
571186 Bacteria_16S 
haemolytica strain A50-7-3 16S ribosomal RNA, partial s 
haemolytica Bacteria; 


1655492 1655423 16 85 gi 


1660105 1660036 16 85 

ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
1670865 1670796 15 84 gi 
ribosomal RNA, partial sequence 

Clostridiales; Clostridiaceae; 

1709002 1708933 16 85 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chro 
1710515 1710438 8 85 gi 


gi 


1734818 1734749 15 84 gi 
Firmicutes; Clostridia; 


1736346 1736269 8 85 gi 


Actinomyces. 
1739392 1739315 8 


85 gi 


1748591 1748522 16 85 gi 
Clostridiales; Veillonellaceae; 
1753125 1753056 16 85 gi 


Bacillaceae; Bacillus. 
1783370 1783302 16 84 gi 
16S ribosomal RNA, partial sequence 
Fusobacteriales; Fusobacteriace 
1790808 1790739 16 85 gi 


Firmicutes; Bacillales; Bacillace 
1804579 1804510 16 85 gi 
LMG 19488 16S ribosomal RNA, complete 
Firmicutes; Bacillales; Bacillacea 

1848969 1848892 8 85 gi 


Arcanobacterium. 


1850516 1850447 16 85 gi 


Proteobacteria; Gammaproteobacter 


1856461 1856384 8 85 gi 
CCUG 39779 16S ribosomal RNA, partial 


1862496 1862427 16 85 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


gi 


1880846 1880777 16 85 gi 
FKBS1 16S ribosomal RNA, complete seq 
Firmicutes; Clostridia; Clostridia 
1882426 1882357 16 85 gi 


Clostridiales; Veillonellaceae; 
1884002 1883933 16 85 gi 


Clostridiales; Veillonellaceae; 
1885582 1885513 16 85 gi 


Clostridiales; Veillonellaceae; 


1654275 16557 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


1658880 16603 
onaceae; Grimontia. 
ref 


1669639 1671136 Clostridium bolteae Bacteria; 


1707781 17092 


Clostridiales; 


16S ribosomal RNA, partial sequence 1751903 17534 
Bacillales; 
571186 Bacteria_16S 

strain CCUG 41628 


1861284 18627 
Oleiphilaceae; 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridia; 
571186 Bacteria_16S 

strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 18842 
Clostridia; 
571186 Bacteria_16S 

strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 


Clostridia; 


219878438 
219878435 


219878428 


Clostridium. 
219878402 


matiaceae; 
219878401 
ce 
ales; 


219878385 


219878384 
sequence 
e; 


219878382 
al sequence 


219878375 


Megamonas. 
219878372 


219878348 


ae; 
219878342 
sequence 
ae; 
219878333 
sequence 
e; 

219878303 
1 sequence 


219878302 
equence 
ia; 


219878297 
sequence 


219878293 


219878279 

uence 

les; 
219878278 


Sporomusa. 
219878277 


Sporomusa. 
219878276 


Sporomusa. 


1902376 1902299 8 85 gi 


219878262 


ref 
71 Thermomonas fusca Bacteria; 


ref 
83 Grimontia hollisae Bacteria; 


ref 
61 Rheinheimera 
Rheinheimera. 
ref 
1709312 1710793 Coryne 
Corynebacterineae; C 
ref 


Lachnospiraceae; Ps 
ref 


Actinomycetales; 


ref 


ref 
68 Megamonas hypermegale Bacteria; 


ref 
04 Bacillus luciferensis Bacteria; 


ref 

1782175 1783536 Sneath 
Sneathia. 
ref 


Virgibacillus. 
ref 


Virgibacillus. 
ref 


Actinomycetales; Actinomy: 
ref 
Xanthomonadales; 


ref 


ref 
20 Oleiphilus messinensis Bacteria; 


Veillonellaceae; 
05 Sporomusa 


ref 
88 Sporomusa 


ref 
66 Sporomusa acidovorans Bacteria; 


ref 


NR_025577.1 
Thermomon 
NR_025574.1 
NR_025567.1 


NR_025541.1 


NR_025540.1 


NR_025524.1 
1733638 173507 


NR_025523.1 
1735130 173662 
Actino: 


NR_025521.1 
1738160 173968 


NR_025514.1 


NR_025511.1 


NR_025487.1 


NR_025481.1 
1789570 179108 


NR_025472.1 
1803341 180486 


NR_025442.1 
1847763 184924 


NR_025441.1 
1849299 185079 
Xanth 


NR_025436.1 
1855266 185659 
Corynebact 


NR_025432.1 


Oleiphilus 
NR_025418.1 
1879598 188113 
Prop 
NR_025417.1 


NR_025416.1 


NR_025415.1 


Thermomonas fusca 


as. 


Grimontia hollisae 


Clostridium bolteae 


Rheinheimera baltica 


baltica Bacteria; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 

Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


; Actinomycetales; Actinomycineae; 


Megamonas hypermegale 


Bacillus luciferensis 


Sneathia sanguinegens 
ia sanguinegens 


Virgibacillus 
7 Virgibacillus 


Virgibacillus 
2 Virgibacillus 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Oleiphilus messinensis 


Propionispora 
1 Propionispora 
ionispora. 
Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


Sporomusa acidovorans 


NR_025401.1 


Actinomyces 


suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


571186 Bacteria_16S 


strain CCUG 41706 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


571186 Bacteria_16S 


strain 95Al 16S r 


1952386 1952309 8 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
571186 Bacteria_16S 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


1953840 1953763 8 


e; Corynebacterium. 
1962892 1962823 15 


85 


85 


84 


ibosomal RNA, 


complete sequence 


219878227 
19511 
nomycineae 

219878226 

sequence 
Actinomyce 


gi 


gi 


gi|219878220 
1961654 19631 


Proteobacteria; 


571186 Bacteria_ 


haemolyticum str 
haemolyticum DSM 
Actinomycetaceae; 


Gammaproteobacteria; Pasteurellales; Pa 
16S 1981111 1981034 8 85 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 


a 


st 


eurellac 


219878208 


al 
ba 


sequenc 
cteridae 


Arcanobacterium. 


571186 Bacteria_16S 
variabile strain 
variabile Bacteri 
Corynebacteriaceae; Cory 
571186 Bacteria_16S 
strain LMG 12370 
Firmicutes; Bacil 
571186 Bacteria_16S 
broegbernensis st 
broegbernensis Bacteria; 
Pseudoxanthomonas 
571186 Bacteria_16S 


nitritireducens Bacteria 
Stenotrophomonas. 
571186 Bacteria_16S 


571186 Bacteria_16S 
strain T9 16S ribosomal 
Proteobacteria; 
571186 Bacteria_16S 
hydrothermalis st 
hydrothermalis Bacteria; 
Thermomonas. 
571186 Bacteria_16S 
henchirensis strain TMB8 
henchirensis Bacteria; P 
571186 Bacteria_16S 
hongkongensis strain HKU 
hongkongensis Bacteria; 
Actinomycetaceae; Actino: 
571186 Bacteria_16S 
taiwanensis strain CB-22 
taiwanensis Bacteria; Pr 
Pseudoxanthomonas 
571186 Bacteria_16S 
maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rhodococcu 
571186 Bacteria_16S 
hydrogeniphilum s 
hydrogeniphilum Bacteria 
Thermodesulfobacterium. 
571186 Bacteria_16S 


2031394 2031317 8 
DSM 20132 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


2039029 2038960 16 
16S ribosomal RNA, partial sequence 2037802 20 
lales; Bacillaceae; Virgibacillus. 
2042147 2042078 16 
rain B1616/1 16S ribosomal RNA, partia 
Gammaproteobac 


2043706 2043637 16 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
2045281 2045212 16 
strain B1953/27.1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
2086726 2086657 16 


2179143 2179066 8 


2183691 2183614 8 


2185167 2185098 16 


2195802 2195725 8 
ain M712 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


2262745 2262676 16 
train SL6 16S ribosomal RNA, partial s 


2264293 2264216 8 


85 


nebacterium. 

85 
85 
Proteobacteria; 
85 
; Proteobacteria; 
85 


85 
RNA, partial sequence 


Gammaproteobacteria; Oceanospirillales; 
2094276 2094207 16 
rain SGM-6 16S ribosomal RNA, partial 
Gammaproteobac 


85 
Proteobacteria; 
85 
roteobacteria; 
85 
myces. 
85 


oteobacteria; 


85 
s. 

85 
; Thermodesulfobacteria; 


85 


34 16S ribosomal RNA, partial s 
Betaproteobacter 


6 16S ribosomal RNA, partial sequ 
Gammaproteobacter 


219878175 
equence 
inomycet 


gi 


219878169 
393 


gi 


219878167 
1 sequence 
teria; Xan 


gi 


gi|219878166 


Xa 


219878165 
20440 
anthomonad 
gi|219878132 
2085504 20870 
Alcanivor 
219878126 
sequence 

teria; Xan 


gi 


gi 


219857614 
equence 
ia; Burkho 


219857611 


gi 


gi 


8 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


219857609 
ence 
Xantho: 


gi 
ia; 
gi| 219857602 


219857558 
equence 
Thermodesulfobac 


gi 


gi| 219857557 


venustensis strain ISO04 16S ribosomal RNA, partial sequence 22630 


Bacteria; Proteob 
571186 Bacteria_16S 
strain NRRL B-231 
Firmicutes; Bacil 
571186 Bacteria_16S 
alkaliphilus stra 
Bacteria; Firmicutes; 
571186 Bacteria_16S 


lales; 


Ba 


2314327 2314258 16 
in T8 16S ribosomal RNA, partial sequenc 


2318822 2318753 16 


acteria; Gammaproteobacteria; Oceanosp 
2285751 2285682 16 
54 16S ribosomal RNA, partial sequence 


85 


Bacillus. 
85 


Bacillaceae; 


Salinicoccus. 
85 


cillales; 


irillales; 
219857542 
22845 


gi 


219857520 
e 23131 


gi 


gi| 219857517 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 


Bacteria; Proteob 
571186 Bacteria_16S 


acteria; Gammaproteobacteria; Xanthomonadales; 
2320414 2320345 16 


85 


x 
219857516 


gi 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 


ref|NR_025366.1| Actinomyces canis 
63 1952590 Actinomyces canis Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_025365.1| Corynebacterium 

1952641 1954047 Corynebacterium 
tales; Corynebacterineae; 


ref|NR_025359.1| Pasteurella skyensis 
86 Pasteurella skyensis Bacteria; 

eae; Pasteurella. 
ref |NR_025347.1 
e 1979903 198138 
; Actinomycetale 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Actinomycet 


Actinomycet 


ref|NR_025314.1 
2030195 203163 
ales; Corynebact 


ref|NR_025308.1 
07 Virgibacillus 


ref|NR_025306.1 
2040918 204243 
thomonadales; Xa 


ref |NR_025305.1 

2042490 204400 
nthomonadales; X 
ref|NR_025304.1 


aceae; Luteimona 
ref|NR_025271.1 


acaceae; Alcaniv 
ref|NR_025265.1 

2093069 209454 
thomonadales; Xa 
ref |NR_025203.1 
177978 217937 
lderiales; 
ref|NR_025200.1 

2182453 218387 
ales; Actino 


iS} 


ref|NR_025198.1 
2183928 218546 
monadales; Xanth 


ref|NR_025190. 
194621 219603 


ales; Coryne 


ND 


ref|NR_025146.1 
2261503 226299 
teriales; Thermo 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025130.1 
30 2285939 Bacill 


ref|NR_025108.1 
25 2314583 Salini 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 


Comamonadaceae; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Virgibacillus proomii 
proomii Bacteria; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 


s. 
Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Thermomonas 

6 Thermomonas 

nthomonadaceae; 


Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Actinomyces 
7 Actinomyces 
mycineae; 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Bacillus sonorensis 

us sonorensis Bacteria; 


Salinicoccus 
coccus alkaliphilus 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 


acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Stenotrophomonas. 


571186 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


571186 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


571186 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


571186 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


571186 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


571186 Bacteria_16S 


strain DNP505 16S 


strain CCUG 2113 


Proteobacteria; B 


571186 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


571186 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


571186 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


571186 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


571186 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


571186 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


571186 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


571186 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


571186 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


571186 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


571186 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


571186 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


571186 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


2382420 2382351 16 85 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2416041 2415972 15 84 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


gi 


ue 
a; 


2422225 2422148 8 85 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2446358 2446289 16 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2476504 2476427 5 82 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2497502 2497425 8 85 gi 
ribosomal RNA, partial sequence 


eq 
ae 


na 


ne 
2545506 2545429 8 85 gi 
etaproteobacteria; Burkholderiales; Co: 
2547058 2546981 8 85 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2551614 2551545 16 85 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2573081 2573012 15 84 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2590032 2589963 16 85 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2591611 2591542 16 85 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2593185 2593116 16 85 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2625491 2625414 8 85 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


ma. 


ma. 


1 
os 


cu 


cu 


cu 


al 
ac 


2628569 2628500 16 85 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2669289 2669212 8 85 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 

2708453 2708384 15 84 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


ne 
ac 


ue 
in 


s 
er 


2744467 2744390 8 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2747338 2747261 8 85 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2750165 2750088 8 85 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


85 gi 


ma: 
eq 


e; 


eq 
ri 


nce 
De 


uen 


, 


dal 


bac 


mon 


mon 


par 


es; 


tri 


Ss. 


s 


Ss. 
se 
ter 
e 
ill 
nce 


omy’ 


equ 
ia; 


mon 
uen 


Ac 


uen 
a; 


571186 Bacteria_16S 


2771263 2771186 8 85 gi 


219857472 
2381197 23827 


219857450 


sulfo 


219857445 


ce 


Actino: 


219857422 


24451 
es; 


219857385 
2496307 24977 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
571186 Bacteria_16S 


terin 


219857347 
16S ribosomal RNA, partial sequence 2544276 25457 


adace 


219857346 


25458 
adace 


219857343 


tial 
Baci 


219857286 
sequence 


diale 


219857275 


25888 


219857274 


25903 


219857273 


25919 


219857248 


quenc 
ia; X 


219857246 


26273 
us. 


219857211 


cetal 


219857183 


en 
C 


ce 
amp 


219857158 
2743252 27 


447 


adace 


219857156 


ce 
ti 


219857154 


ce 


Burkh 


219857137 


Alter 
219857399 
2475319 24767 


nomycet 


ref|NR_025060.1 


ref|NR_025038.1 
2414827 241631 
vibrionales; Des 


ref|NR_025033.1 
2421026 242250 
mycetales; Coryn 


ref|NR_025010.1 
48 2446624 Alishe 
omonadaceae; 


ref |NR_024987.1 


ref |NR_024973.1 


Nocardiacea 
NR_024935.1 


eae; 
ref 


ae; Acidovorax. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref|NR_024931.1 
sequence 255039 
llaceae; Bacillu 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024905.1 
79 2591887 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


ref|NR_024811.1 

2707242 270866 
ylobacterales; H 
ref |NR_024786.1 
ae; Delftia. 
ref|NR_024784.1 


2746146 274749 
ales; Coryne 


ref |NR_024782.1 
2748935 275045 
olderiales; Coma 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 
Clostridium 
7 Clostridium 
e; Clostridium. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Gracilibacillus 
ibacillus halotolerans 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Hydrogenimonas 
3 Hydrogenimonas 


ydrogenimonaceae; 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


ref|NR_024765.1 


Rhodococcus jostii 


strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


571186 Bacteria_ 


strain IAM 12409 
Proteobacteria; 


571186 Bacteria_ 


saccharophila st 
saccharophila Ba 


571186 Bacteria_ 


hibiscicola stra 
hibiscicola Bact 
Pseudomonas. 


571186 Bacteria_ 


strain ATCC 1937 
Bacteria; Proteo 


571186 Bacteria_ 


strain ATCC 3361 
Bacteria; Proteo 


571186 Bacteria_ 


lanceolatus stra 
lanceolatus Bact 


571186 Bacteria_ 


strain DSM 3050 
Proteobacteria; 


571186 Bacteria_ 


strain DSM11031 
Firmicutes; Baci 


571186 Bacteria_ 


strain IFO15718 
Firmicutes; Baci 


571186 Bacteria_ 


strain JCM9731 1 
Firmicutes; Baci 


571186 Bacteria_ 


strain JCM9070 1 
Firmicutes; Baci 


571186 Bacteria_ 


strain IFO 15616 
Actinobacteria; 


571186 Bacteria_ 


vitulinus strain 
vitulinus Bacter 


571186 Bacteria_ 


pasteuri strain 
pasteuri Bacteri 


571186 Bacteria_ 


lugdunensis stra 
lugdunensis Bact 


571186 Bacteria_ 


strain ATCC 4395 
Bacteria; Firmic 


571186 Bacteria_ 


delphini strain 
delphini Bacteri 


571186 Bacteria_ 


strain ATCC 3553 
Bacteria; Firmic 


571186 Bacteria_ 


arlettae strain 
arlettae Bacteri 


571186 Bacteria_ 


japonensis strai 
Bacteria; Proteo 


571186 Bacteria_ 


japonicum strain 
japonicum Bacter 


571186 Bacteria_ 


ABE-1 16S riboso 
Gammaproteobacte 


571186 Bacteria_ 


tapeticola strai 
tapeticola Bacte 


571186 Bacteria_ 


strain SG3902 16 
Firmicutes; Clos 


16S 2848425 2848348 8 85 gi 


Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

16S 2849978 2849905 12 85 gi| 219856891 |ref|NR_024710.1 
rain DSM 654 16S ribosomal RNA, partial sequence 2848765 285026 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
16S 2851542 2851473 16 85 gi|219856890|ref|NR_024709.1 
in ATCC 19867 16S ribosomal RNA, partial sequence 2850317 285183 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseud 
16S 2853111 2853042 16 85 gi|219856889|ref|NR_024708.1 
4 16S ribosomal RNA, partial sequence 2851886 2853382 Pseudo: 
bacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 
16S 2857790 2857721 16 85 gi| 219856886 |ref|NR_024705.1 
6 16S ribosomal RNA, partial sequence 2856557 2858059 Pseudo: 
bacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
16S 2862397 2862320 8 85 gi| 219856883 |ref|NR_024702.1 
in ATCC 14669 16S ribosomal RNA, partial sequence 2861171 286267 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamo 
16S 2863930 2863861 16 85 gi|219856882|ref|NR_024701.1 
16S ribosomal RNA, partial sequence 2862729 28642 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
16S 2871714 2871645 16 85 gi|219856877|ref|NR_024696.1 
16S ribosomal RNA, partial sequence 2870477 28720 

llales; Bacillaceae; Bacillus. 

16S 2876456 2876387 16 85 gi|219856874|ref|NR_024693.1 
16S ribosomal RNA, partial sequence 2875223 28767 

llales; Bacillaceae; Bacillus. 

16S 2881170 2881101 16 85 gi|219856871|ref|NR_024690.1 
6S ribosomal RNA, partial sequence 2879945 28814 

llales; Bacillaceae; Bacillus. 

16S 2882721 2882652 16 85 gi|219856870|ref|NR_024689.1 
6S ribosomal RNA, partial sequence 2881499 28830 

llales; Bacillaceae; Bacillus. 

16S 2903817 2903740 8 85 gi|219856854|ref|NR_024673.1 


Actinobacteridae; Actinomycetales; Micr 
16S 2908439 2908370 16 85 gi 
ATCC 51145 16S ribosomal RNA, partial 

ia; Firmicutes; Bacillales; Staphylococ 
16S 2909985 2909916 16 85 gi 
ATCC51129 16S ribosomal RNA, partial se 


a; Firmicutes; Bacillales; Staphylococc 
16S 2911529 2911460 16 85 gi 
in ATCC 43809 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Staphyloc 
16S 2913071 2913002 16 85 gi 
9 16S ribosomal RNA, partial sequence 
utes; Bacillales; Staphylococcus. 

16S 2914615 2914546 16 85 gi 
ATCC 49171 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Staphylococc 
16S 2916158 2916089 16 85 gi 
8 16S ribosomal RNA, partial sequence 
utes; Bacillales; Staphylococcus. 

16S 2917700 2917631 16 85 gi 


ATCC 43957 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Staphylococc 
16S 2923831 2923762 16 85 gi 
n 12-3 16S ribosomal RNA, partial seque 
bacteria; Gammaproteobacteria; Xanthomo 
16S 2932720 2932651 16 85 gi 
ATCC 19191 16S ribosomal RNA, partial 


i 
16S 2961335 2961258 8 

mal RNA, partial sequence 
ria; Alteromonadales; Colwelliaceae; Co 
16S 3008664 3008595 16 85 gi 
n CCC Baja-95 Cl.2 16S ribosomal RNA, p 
ria; Cyanobacteria; Oscillatoriales; Ha 
16S 3017793 3017724 16 85 gi 
S ribosomal RNA, partial sequence 
tridia; Halanaerobiales; 


85 gi 


a; Proteobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 2902597 29040 


oc 


se 
cu 


qu 
us 


1 
oc 


eq 
us 


eq 
us 


ne 
na 


se 


’ 


lw 


ar 
lo 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 


219856851 
219856850 
219856849 
219856848 
219856847 
219856846 
219856845 
219856841 
219856835 
219856816 


2960112 2961625 Colwe 


219846918 


ref|NR_024711.1 


; Microbacteriac 
ref |NR_024670.1 
2907194 290869 


occineae 


quence 
s 
ref |NR_024669.1 
ence 2908741 291023 
ref |NR_024668.1 
sequence 2910285 291177 
cus. 
ref |NR_024667.1 
2911827 2913320 Staphy 
ref|NR_024666.1 
uence 2913371 291486 
ref|NR_024665.1 
2914914 2916405 Staphy 
ref|NR_024664.1 
2916456 291794 


uence 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024654.1 

2931509 293296 
irillales; Pseud 
ref|NR_024635.1 
llia maris Bacte 


e 29226 
dales; X 


quence 
Oceanosp 


ellia. 
ref 
uenc 
a. 


NR_026510.1 
tial seq e 300750 


spirulin 


219846912 
3016582 3017918 Orenia salinaria Bacteria; 
Halobacteroidaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 

monas cissicola 
Xanthomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Pseudospirillum 
7 Pseudospirillum 
ospirillum. 
Colwellia maris strain 
ria; Proteobacteria; 
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Orenia. 
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571186 Bacteria_16S 3025260 3025191 16 85 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

571186 Bacteria_16S 3032844 3032775 15 84 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 3048124 3048055 16 85 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

571186 Bacteria_16S 3090360 3090291 16 85 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

571186 Bacteria_16S 3096316 3096247 16 85 gi|219846858|ref|NR_026450.1| Ruminobacter 
amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; Ruminobacter. 
571186 Bacteria_16S 3100826 3100757 16 85 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Lactobacillales; Aerococcaceae; Facklamia. 

571186 Bacteria_16S 3148845 3148768 8 85 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

571186 Bacteria_16S 3151898 3151829 15 84 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

571186 Bacteria_16S 3158171 3158102 15 84 gi| 219846817 |ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

571186 Bacteria_16S 3182355 3182286 16 85 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

571186 Bacteria_16S 3183907 3183838 16 85 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 


strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 


Proteobacteria; G 
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797 


3185792 31872 
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aceae; Xanthomonas. 

ref|NR_026390.1| Xanthomonas bromi 

41 Xanthomonas bromi Bacteria; 

aceae; Xanthomonas. 

ref|NR_026389.1] Xanthomonas cassavae 
93 Xanthomonas cassavae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

571186 Bacteria_16S 3188563 3188494 16 85 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

571186 Bacteria_16S 3190115 3190046 16 85 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

571186 Bacteria_16S 3191667 3191598 16 85 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

571186 Bacteria_16S 3193219 3193150 16 85 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

571186 Bacteria_16S 3194769 3194700 16 85 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

571186 Bacteria_16S 3196321 3196252 16 85 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

571186 Bacteria_16S 3200826 3200749 8 85 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

571186 Bacteria_16S 3203721 3203652 16 85 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

571186 Bacteria_16S 3206728 3206651 8 85 gi|219846784|ref|NR_026376.1| Corynebacterium 


mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


CACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTG 
GGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCTGGTAGAGATATCAGTTCCCT 
TGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGT 
AATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGCCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCT 
AGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACC 
CTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGCTGGCGGCGTGCTTA 
ACACATGCAAGTCGAACGCTGAAACTTGGTGCTTGCACTGGGTGGATGAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCT 
GGGAAACTGGGTCTAATACTGGATATGACATGTCACTGCATGGTGGCGTGTGGAAAGGGTTTTACTGGTTTTGGATGGGCTCACGGCCTATCAGCTTGTTGGTGG 
GGTAATGACCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACGGAAGAAGCGAGAGTGACGGTAC 
GTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGT 
CGCGTCTTCTGTGAAAGCCCGGGGCTTAACCCCGGGTGTACAGTGGGTACGGGCAGACTTGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATG 
CGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGACCGGTC 
CAGAGATGGATCTTCCCCCTTGTGGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCT 
TGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACCGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATCGTGGTCTGCAACTCG 
ACCACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCGCGTCTTAAACATGCAAGTCGAACGGCAAAAGAGGGGCTTCCCGCTTTTT 
GAGAGTGGCGGACTGGTGAGTAACACGTGGGTGACATACCTTTTAGTTGGGGATAGCTATTAGAAATAGTAGGTAATACCGAATGTGACCGTATTTATTAGAAGG 
ATACGAGGAAAGGAGCTAAGGCTTCGCTAAAAGAATGGCTCGCGGCCCATTATGCTTGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGGGTATCCGGCCTGA 
GAGGGTGAACGGACACATTGGGACTGAGATACGGCCCAGACTTCTACGGGAGGCAGCAGTTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGC 
GTGGATGAAGAATGCCGAAAGGTTGTAAAATCCTTTTAAGCCTGATGAATAAGCACAATAGGGAATGATTGTGCGGTGACCGTAGGGCTTGAATAAGCACCGGCT 
AATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGATAGGCAAGCTTGGTGTGAAATGTT 
ACAGCTTAACTGTGAGACAGCATTGAGAACTGCCGATCTTGAATTACTGAAGGGTAACCAGAATTCCACGTGTAGGGGTGAAATCTGTAGATATGTGGAAGAATA 
CCAATGGCGAAGGCAGGTTACCGGCAGATAATTGACGCTGAGGTGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCGCACCGTAAACGATGTA 
CACTAGGTGTCTGGCATAACAGCTGGGTGCCAAAGCAAACGTGATAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGGTACGCGAGGAACCTTACCTGGGTTTGACATAGTATCTGATGCCGTAGAGATACGGCAGCGTAGCAATAC 
GAGGTACAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTACTAACAGGTAAAG 
CTGAGGACTCTGGCGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTA 
GGAACAAAGTGAAGCGAAGCTGTAAAGCGGAGCAAAACGCAAAAAAGCTATCGTAGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGTTGGAATCGCTAGTA 
ATCGCATATCAGCACGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTAGAGGGTACCCGAAGTCGGTAGTCTAACCGCAAG 
GAGGACGCTGCCGAAGNTATGCTTTGTAAGGAGGGTGAAGTCGTAACAAGGTAGTCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGAGAAAATCCGCTTCGGCGGGTGAGTAGAGTGGCGCACGGGTGCGTAAC 
GCGTGGATAATCTGCCTTTAAGTTGGGAATAACTCACCGAAAGGTGGGCTAATACCCGATAATGCTATATTACTTCGGTTGTATAGCCAAAGAGAGCCTCTGCTT 
GCAAGCCCTCACTTAGAGATGAGTCCGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGGTTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAGGAAGGTT 
TTCGGATCGTAAAGCTCTGTCGGGTGGGAAGAAATGTATTGAGGTTAATAGCCTTTGTACTTGACGGTACCGCCAAAGGAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGGGGGTGCAAGCGTTGTTCGGAATCATTGGGCGTAAAGAGCGTGTAGGCGGCTAGGCAAGTCAGATGTGAAATCCCTGGGCTTAACCCAGG 
ACGTGCATTTGAAACTGCTTGGCTTGAGTAAGGAAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCG 
ACTTCCTGGTCCTATACTGACGCTGAGACGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTTCACTAGGTGTTGAGG 
GTATTGACCCCTTCAGTGCCGAAGCTAACGCATTAAGTGAACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCGAGAATCTCCTGGAAACAGGGGAGTGCCTTTCGGGGAACTCGGAGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAATTGCCATCATTCAGTTGGGCACTTTA 
AAGAGACTGCCGGCGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGTCCAGGGCTACACACGTGCTACAATGGGTGGTACAAAGAGC 
AGCCAACTCGCGAGAGTGAGCAAATCTCAAAAAGCCATCCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAG 
CATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCCGGAAAATTGATTGCACCAGAAGTCGTTGAGCTAACCCCTATTTATAGAGGAGG 
CAGGCGCCTACGGTGTGGTTGGTAATCGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGTGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGAGAAAATCCGCTTCGGCGGGTGAGT 
AAAGTGGCGCACGGGTGAGTAACGCGTGGATAATCTGCCTTTAAGCGGGGAATAACTTACCGAAAGGTGGGCTAATACCCCATAAAGCTATGGAGCTCCGGTTTC 
ATAGCCAAAGAGAGCCTCTGCATGCAAGCCCTCACTTAGAGATGAGTCCGCGTACCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGGTTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCA 
ACGCCGCGTGAGTGAGGAAGGTTTTCGGATCGTAAAGCTCTGTCGGGTGGGAAGAAATGTATTGAGGTTAACAGCCTTTGTACTTGACGGTACCGCCAAAGGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCTAGCGTTGTTCGGAATCATTGGGCGTAAAGAGCGTGTAGGCGGCTAGGCAAGTCAGATGT 
GAAATCCCTGGGCTTAACCCAGGACGTGCATTTGAAACTGCTTGGCTTGAGTAGGGAAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAG 
GAGGAACACCGGTGGCGAAGGCGACTTCCTGGTCCTATACTGACGCTGAGACGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAACGCCGTA 
AACGATGTTCACTAGGTGTTGAGGGTATTGACCCCTTCAGTGCCGAAGCTAACGCATTAAGTGAACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGACTTGACATCCCGGGAATCTCCTGGAAACGGGAGA 
GTGCCTTTCGGGGAGCCCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTCGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAATT 
GCCATCATTCAGTTGGGCACTTTAAAGAGACTGCCGGCGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGTCCAGGGCTACACACGT 
GCTACAATGGGTGGTACAAAGAGCAGCCAACTCGCGAGAGTGAGCAAATCTCAAAAAGCCATCCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCG 
GAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCCGGAAAATTGATTGCACCAGAAGTCGTTGA 
GCTAACCCCTATTTATAGAGGAGGCAGGCGCCTACGGTGTGGTTGGTAATCGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGTGGCTGGATCACCTCC 
TTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGG 
GTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATACACCCTTCTGGCTGCA 
TGGTCTGGGAGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGAGGTTACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAG 
AGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCG 
TGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTCAACTGTGGGCGTGC 
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ref|NR_026311.1 
04 Salinicoccus 


ref|NR_026303.1| Desulfovibrio 

3313036 3314538 Desulfovibrio 
fovibrionales; Desulfovibrionaceae; 
ref|NR_026256.1| Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 
; Dermacoccaceae; Kytococcus. 
ref|NR_026255.1| Desulfovibrio 
3378593 3380098 Desulfovibrio 
vibrionales; Desulfovibrionaceae; 


’ 


ref|NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


obacteriales; Fusobacteriaceae; Propionigenium. 
3411693 3411624 16 85 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
tes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
3432375 3432298 8 85 gi|219846623|ref|NR_026215.1| Corynebacterium 
CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
3433823 3433746 8 85 gi|219846621|ref|NR_026213.1| Corynebacterium 
CC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
3436613 3436536 8 85 gi|219846619|ref|NR_026211.1| Corynebacterium auris 


52 Corynebacterium auris Bacteria; 
eae; Corynebacteriaceae; 


ref|NR_026184.1| Rhodococcus globerulus 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


571186 Bacteria_16S 


strain 6843 DSM 1 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


571186 Bacteria_16S 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


571186 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


571186 Bacteria_16S 
DSM 20642 16S ribosomal RNA, partial s 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


571186 Bacteria_16S 


strain ATCC 51856 


strain JB13 16S r 
Proteobacteria; G 


571186 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


celerecrescens st 
celerecrescens Ba 


571186 Bacteria_16S 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


571186 Bacteria_16S 


strain S51-W 16S 


Proteobacteria; G 


strain AW 25 16S 
Firmicutes; Bacil 


571186 Bacteria_16S 


strain Mtul 16S r 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 

571186 Bacteria_16S 3854474 3854397 8 85 gi| 219846326 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 38547 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
571186 Bacteria_16S 3863576 3863501 8 83 gi| 219846320 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 38638 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenel 
571186 Bacteria_16S 3897560 3897491 16 85 gi| 219846297 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 38963 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetrageno 
571186 Bacteria_16S 3935427 3935358 16 85 gi| 219846270 
strain Karp 16S ribosomal RNA, partial sequence 3934247 39357 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
571186 Bacteria_16S 3958994 3958914 5 85 gi| 219846253 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacilla 
571186 Bacteria_16S 4000291 4000222 16 85 gi| 219846225 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 40005 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
571186 Bacteria_16S 4018305 4018236 16 85 gi|219846211 


strain SW-154 16S 
Proteobacteria; G 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


3479255 3479178 8 


3480713 3480636 8 


Actinomyces. 
3494479 3494402 8 


e; Thermocrispum. 
3495859 3495782 8 
16S ribosomal RNA, 


3497395 3497318 8 


teria; Actinobacteria; 
Coriobacterium. 
3498910 3498833 8 


v 


3587238 3587161 8 


3590326 3590249 8 


3599529 3599460 15 
cteria; Firmicutes; 
3602670 3602593 8 


Actinomyces. 
3796826 3796749 8 
ribosomal RNA, partial 


3845452 3845383 16 
ribosomal RNA, partial 
lales; Staphylococcus. 
3849913 3849844 16 


4019846 4019777 16 


571186 Bacteria_16S 


4021391 4021322 16 


85 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
571186 Bacteria_16S 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 


acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
571186 Bacteria_16S 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Met 


ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; 
571186 Bacteria_16S 
rain DSM 5628 16S ribosomal RNA, parti 


ammaproteobacteria; Alteromonadales; C 
571186 Bacteria_16S 


ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 
571186 Bacteria_16S 


85 


SW-156 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteri 


85 


gi|219846590 


nomycineae 


85 gi| 219846589 
1 sequence 
Actinomyc 
85 gi| 219846580 
sequence 
Actinomyce 
85 gi|219846579 
complete sequence 34946 
ales; Pseu 
85 gi| 219846578 
equence 
Coriobacteridae; Coriobac 
85 gi| 219846577 
34976 
nomycineae; 
85 gi|219846518 
3585997 35874 
hylococec 
85 gi| 219846516 
3589120 35906 
Ideonella. 
84 gi| 219846508 
al sequenc 
Clostridia; Clostridiales; C 
85 gi| 219846505 
1 sequence 
; Actinomy 
85 gi| 219846366 
sequence 3795600 37970 
olwelliace 
85 gi| 219846332 
sequence 3844228 38456 
85 gi| 219846329 
3848728 38501 


4017086 40185 
gi|219846210 


a; 


Alteromonad 


ref|NR_026182.1 


; Ac 
ref|NR_026181.1 

3479494 348091 
etal 
ref |NR_026172.1 

3493260 349458 
tales; Pseudonoc 
ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


4 


teriales; b 
NR_026169.1 
92 3499120 Actin 
; Actinomycetace 
ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
NR_026108.1 


ref 


ref 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref |NR_026097.1 

3601450 360294 
cetales; 
ref|NR_025957.1 
Colwellia. 
NR_025922.1 


ae; 
ref 


ref |NR_025919.1 


e; Rickettsieae; 


ref |NR_025916.1 


ref |NR_025910.1 
la. 
ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 

ref|NR_025860.1 


e; Rickettsieae; 
ref|NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref|NR_025815.1 


acea 
ref 


e; Silanimon 
NR_025801.1 


ref|NR_025800.1 
4018632 402012 
ales; Altero 


gi| 219846209 


flavimaris strain SW-145 16S ribosomal RNA, partial sequence 


ref|NR_025799.1 
4020178 402167 


es; Actinomy 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
tinomycetace 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Coriobacterium 
1 Coriobacterium 


acterineae; 


Actinomyces radingae 


omyces radingae Bacteria; 


ae; Actinomyces. 
Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium 
6 Clostridium 
lostridium. 

Actinomyces 
5 Actinomyces 


Actinomycineae; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 


flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 


571186 Bacteria_16S 4032070 4031993 8 85 gi|219846202|ref|NR_025792.1 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glyco 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glyco 
571186 Bacteria_16S 4035174 4035097 8 85 gi|219846200|ref|NR_025790.1 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 403395 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Glycomycetaceae; Glycomyces. 

571186 Bacteria_16S 4038186 4038109 8 85 gi|219846198|ref|NR_025788.1 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomo 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

571186 Bacteria_16S 4041205 4041136 16 85 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

571186 Bacteria_16S 4086582 4086514 16 84 gi|219846162|ref|NR_025752.1 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40868 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
571186 Bacteria_16S 4116530 4116453 8 85 gi|219846140|ref|NR_025730.1 
strain W4937 16S ribosomal RNA, partial sequence 4115405 41168 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
571186 Bacteria_16S 4190280 4190203 8 85 gi| 219846083 |ref|NR_025673.1 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 419056 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Schlegelella. 

571186 Bacteria_16S 4191825 4191756 16 85 gi| 219846081 |ref|NR_025671.1 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 419208 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alter 
Marinobacter. 

571186 Bacteria_16S 4196349 4196280 16 85 gi|219846078|ref|NR_025668.1 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 419657 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hah 
571186 Bacteria_16S 4225099 4225030 16 85 gi|219846055|ref|NR_025645.1 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 422538 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

571186 Bacteria_16S 4244677 42446007 84 gi|219722939|ref|NR_024571.1 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 42448 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 
571186 Bacteria_16S 25480 25408 15 87 gi| 265679047 |ref|NR_029355.1 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
571186 Bacteria_16S 96500 96432 16 84 gi|265678999|ref|NR_029307.1 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; De 
Desulfovibrio. 

571186 Bacteria_16S 151294 151216 7 85 gi|265678962|ref|NR_029270.1 
strain W6 16S ribosomal RNA, partial sequence 150066 15156 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 183314 183246 16 84 gi| 265678941 |ref|NR_029249.1 
strain 6VI 16S ribosomal RNA, partial sequence 182124 18361 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 232369 232301 16 84 gi| 265678908 |ref|NR_029216.1 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigeniu 
571186 Bacteria_16S 309936 309864 15 87 gi|265678854|ref|NR_029160.1 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Rumino 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
571186 Bacteria_16S 342178 342098 5 85 gi|265678830|ref|NR_029135.1 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrog 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiacea 
571186 Bacteria_16S 367376 367296 5 85 gi|265678810|ref|NR_029115.1 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Id 
Idiomarina. 

571186 Bacteria_16S 529928 529860 16 84 gi|265678699|ref|NR_029004.1 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 53019 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
571186 Bacteria_16S 626985 626917 16 84 gi|265678634|ref|NR_028939.1 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 62729 


Fusobacteria; 
571186 Bacteria_16S 


Fus 


obacteriales; Fusobacteriaceae; Ilyoba 


705592 705512 5 85 gi 


cter. 
265678579 


ref 


e: 


Glycomyces algeriensis 


myces algeriensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Glycomycineae; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Schlegelella 

5 Schlegelella 
Comamonadaceae; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Salinicoccus 
3 Salinicoccus 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Clostridium 
Clostridium 

lostridium. 
Desulfovibrio 
Desulfovibrio 

sulfovibrionaceae; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Propionigenium 
Propionigenium 

m. 

Ruminococcus callidus 
coccus callidus 


Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Idiomarina 
Idiomarina 
iomarinaceae; 


v 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


NR_028884.1 


Friedmanniella 


lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Friedmanniella. 


571186 Bacteria_16S 727051 726983 16 84 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

571186 Bacteria_16S 796287 796211 8 84 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

571186 Bacteria_16S 936809 936741 16 84 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

571186 Bacteria_16S 998525 998445 5 85 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
571186 Bacteria_16S 1001557 1001477 5 85 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

571186 Bacteria_16S 1030345 1030265 5 85 gi|265678358|ref|NR_028660.1| Thiomicrospira 
thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
571186 Bacteria_16S 1072880 1072804 7 83 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

571186 Bacteria_16S 1087786 1087706 5 85 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

571186 Bacteria_16S 1115054 11149745 85 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

571186 Bacteria_16S 1125712 1125644 15 83 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

571186 Bacteria_16S 1128632 1128564 16 84 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

571186 Bacteria_16S 1137695 11376155 85 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

571186 Bacteria_16S 1152865 1152785 5 85 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

571186 Bacteria_16S 1177127 1177059 16 84 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 1184647 1184575 15 87 gi|228717037|ref|NR_027558.1| Anaerotruncus 
colihominis DSM 17241 16S ribosomal RNA, partial sequence 1183485 1184849 Anaerotruncus colihominis DSM 
17241 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerotruncus. 

571186 Bacteria_16S 1249676 1249608 15 83 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

571186 Bacteria_16S 1281023 1280943 5 85 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

571186 Bacteria_16S 1334367 1334288 5 85 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

571186 Bacteria_16S 1361668 1361588 5 85 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

571186 Bacteria_16S 1382808 1382728 5 85 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

571186 Bacteria_16S 1412764 1412684 5 85 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 1413034 Algicola sagamiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 

571186 Bacteria_16S 1508407 1508327 5 85 gi|219846303|ref|NR_025893.1| Neisseria elongata 


subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 


1507158 1508633 Neisseria 


elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Neisseria. 


571186 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


571186 Bacteria_16S 
karajensis strain 
Firmicu 
571186 Bacteria_16S 
strain RB-8 16S r 
G 
571186 Bacteria_16S 


Bacteria; 


Proteobacteria; 


strain 2825 16S r 
Proteobacteria; 


LMG 19999 16S rib 
Proteobacteria; 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


571186 Bacteria_16S 


strain P 297/02 1 


strain DSM 10404 
Bacteria; Firmicu 


571186 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


571186 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


571186 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


571186 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


571186 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


571186 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


571186 Bacteria_16S 


denitrificans str 
denitrificans Bac 


571186 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


571186 Bacteria_16S 


sublithincola str 
sublithincola Bac 


571186 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


571186 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


571186 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


571186 Bacteria_16S 


straminisolvens s 
straminisolvens B 


571186 Bacteria_16S 


G 
571186 Bacteria_16S 


G 
571186 Bacteria_16S 


1688957 1688877 5 85 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

1702960 1702880 5 85 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1737886 1737806 5 85 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1757816 1757736 5 85 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1793839 1793769 15 85 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1818396 1818328 15 83 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


gi 


nc 
Lt 


Oo 


sy 


on 


al 
Ss 
1819921 18198415 85 gi 
oc 
1824559 1824479 5 85 gi 
16S ribosomal RNA, complete sequence 

tes; Bacillales; Bacillaceae; Halobaci 
1832107 1832039 16 84 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1937010 19369305 85 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
2103485 2103405 5 85 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2163870 2163802 16 84 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


EL 


ct 


eq 
ri 


e 
ib 


eq 
te 


2191342 21912625 85 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
2293214 2293146 16 84 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2353522 2353442 5 85 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2356623 2356555 16 84 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 

2423764 2423688 7 83 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2535523 2535443 5 85 gi 
Ben 108 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 

2633043 2632975 8 76 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
2658915 2658835 5 85 gi 
NRRL B-3381 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Aeromicrobium. 

2683021 2682941 5 85 gi 
train CSK1 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
2784883 2784803 5 85 gi 


en 


il 


Ss; 


ue 
ri 


1 
ob 


s 


la 


gi 


ct 


se 
ri 


219878415 
1687712 16892 


219878406 


219878383 
1736673 17381 
leispira. 
219878367 
1756574 17580 


219878340 
1792623 17941 


219878323 
6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


571186 Bacteria_16S 219878320 


219878315 
1830898 18324 
219878237 


219878118 


219857626 


219857605 


219857536 


219857492 


219857490 


219857443 


219857354 


219857237 
2631843 26332 


219857218 


219857201 


219857127 


e 17017 


us. 


chromona 


aceae; 


sequenc 
phingoba 


occineae 


18233 
us. 


er. 


uence 
a; Burkh 


21022 
rionales 


uence 


ria; Des 


ce 21901 
lus. 


22920 
Helicob 


nce 


a; Burkh 


sequence 
acteria; 
equence 


vobacter 


nce 
inomycet 


eriaceae 
equence 


inomycet 


quence 
diales; 


ref|NR_025554.1 


ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025522.1 


ref|NR_025506.1 
69 Psychromonas 
daceae; Psychro 
ref|NR_025479.1 


°. 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref |NR_025462.1 
91 Plantibacter 
; Microbacteriac 
ref|NR_025459.1 
01 1824836 Haloba 


ref|NR_025454.1 


ref |NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025215.1 
162629 216416 


ulfovibrionales; 


is} 


ref |NR_025193.1 
08 2191561 Amphib 


ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref |NR_025078.1 

2355381 235691 
Desulfovibriona 


ref |NR_025031.1 
2422553 242399 
iales; Flavobact 
ref |NR_024942.1 

2534307 253578 
ales; Propioniba 


ref |NR_024865.1 


; Flavobacteriu 
ref|NR_024846.1 

2657714 265918 
ales; Propioniba 


v 


ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Halobacillus 
cillus karajensis 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Psychromonas profunda 


profunda Bacteria; 
monas. 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 
Vibri 
219878324 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Halobacillus trueperi 
cillus trueperi 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Amphibacillus 
acillus fermentum 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 
Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Desulfovibrio 
7 Desulfovibrio 
les; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Friedmanniella 
3 Friedmanniella 
cterineae; 


Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
m. 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Clostridium 
8 Clostridium 
Clostridium. 


ref|NR_024755.1 


Okibacterium 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 


fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; 
571186 Bacteria_16S 
phosphovorus stra 


Okibacterium. 


2969012 2968932 5 85 


gi 


phosphovorus Bacteria; Actinobacteria; Actinobacteridae 


Propionibacteriaceae; 
571186 Bacteria_16S 

strain BSB411 16S 
Proteobacteria; 
571186 Bacteria_16S 
strain M663-98-1 
Bacillales; Bacillales Family XI. 
571186 Bacteria_16S 
limneticum strain 


Firmicutes; 


Bacteria; 


571186 Bacteria_16S 
deleyianum strain 
Sulfurospirillum deleyia 
Campy lobacteraceae; 
571186 Bacteria_16S 
strain 2045-94 16S ribosomal RNA, partial sequence 
Bacillales; Bacillales Family XI. 
571186 Bacteria_16S 


Firmicutes; 


Microlunatus. 

3014729 3014649 5 85 
ribosomal RNA, complete sequence 
Betaproteobacteria; Burkholderiales; Co 
3067804 3067736 16 84 gi 


gi 


Incertae 
3075154 3075074 5 85 gi 
cda-1 16S ribosomal RNA, partial sequ 


Proteobacteria; Betaproteobacteria; Rhodocycl 


3138272 3138204 16 84 gi 
Spirillum 5175 16S ribosomal RNA, par 


Sulfurospirillum. 


3142838 3142770 16 84 gi 


Incertae 


3212732 3212664 16 84 gi 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, parti 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobac 


Helicobacter. 


571186 Bacteria_16S 
strain DSM 43040 


3331029 3330949 5 85 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


571186 Bacteria_16S 
strain FB2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
strain DSM 6836 1 
Clostridia; 


Firmicutes; 


571186 Bacteria_16S 
strain DSM 8720 16S ribosomal RNA, 
Bacillales; 
571186 Bacteria_16S 

strain 743A 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


Firmicutes; 


571186 Bacteria_16S 
strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
strain LRB 8581 1 
Proteobacteria; 
571186 Bacteria_16S 
strain Hh-2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
strain 165 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
strain ST1l 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
strain CS1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 


3353813 3353733 5 85 


gi 


Gammaproteobacteria; Oceanospirillales; 
3447106 3447034 15 87 gi 


Clostridiales; 
3541518 3541438 5 


Clostridiaceae; 
85 gi 


Bacillus. 
84 


Bacillaceae; 
3596446 3596378 16 gi 
Clostridiales; 
3647897 3647829 16 


Clostridiaceae; 
84 gi 
Epsilonproteobacteria; Campylobacterale 
3698066 3697998 16 84 gi 


Epsilonproteobacteria; Campylobacterale 
3802820 3802752 16 84 gi 


Epsilonproteobacteria; Campylobacterale 
3819682 3819614 16 84 gi 


Epsilonproteobacteria; Campylobacterale 
3822745 3822677 16 84 gi 


Epsilonproteobacteria; Campylobacterale 
3827327 3827259 16 84 gi 


Epsilonproteobacteria; Campylobacterale 
3831915 3831843 15 87 gi 


flavefaciens strain C94 16S ribosomal RNA, partial sequ 


Bacteria; 


Clostridia; 


571186 Bacteria_16S 
strain ATCC 29800 
Bacteroidia; 


Bacteroidetes; 


571186 Bacteria_16S 


Firmicutes; 
571186 Bacteria_16S 
strain 7 16S ribo 


Rumino 
gi 


Clostridia; Clostridiales; 
3834803 3834731 15 87 


Ruminococcaceae; Ruminococcu 
3865087 3865020 16 83 gi 
16S ribosomal RNA, partial sequence 

Bacteroidales; Rikenellacea 
3871150 3871082 16 84 gi 


219846945 


in NM-1 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3066573 30679 


16S ribosomal RNA, partial sequence 3329815 33312 


219846682 


3352589 33540 
Halomonadaceae; 


6S ribosomal RNA, partial sequence 3445905 34473 


complete sequence 3540266 35417 


3646715 36481 
Helicobacteraceae; 


S; 
219846438 


6S ribosomal RNA, partial sequence 3696887 36983 


S; 
219846361 


3801626 38030 
Helicobacteraceae; 


S; 
219846350 


3818485 38199 


s; Helicob 
219846348 


3821543 38230 
Helicobacteraceae; 


S; 
219846345 


3826129 38276 


somal RNA, partial sequence 3833603 3835009 Rumin 
Clostridiales; 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Arcobacter. 


tial sequence 
num Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


omonosporineae 7 


Helicobacteraceae; 


ref |NR_026537.1| Microlunatus 
2967820 2969287 Microlunatus 


; Actinomycetales; Propionibacterineae; 


219846914|ref|NR_026506.1| Acidovorax defluvii 
3013492 3015017 Acidovorax defluvii Bacteria; 

mamonadaceae; Acidovorax. 

219846877|ref|NR_026469.1| Gemella palaticanis 

47 Gemella palaticanis Bacteria; 

Sedis; Gemella. 

219846872|ref|NR_026464.1| Ferribacterium 

ence 3073912 3075441 Ferribacterium limneticum 

ales; Rhodocyclaceae; Ferribacterium. 

219846830|ref|NR_026422.1| Sulfurospirillum 


3137084 3138514 


219846827|ref|NR_026419.1| Gemella sanguinis 
3141609 3143118 Gemella sanguinis Bacteria; 

Sedis; Gemella. 

219846780|ref|NR_026372.1| Helicobacter 

al sequence 3211554 3212974 Helicobacter 

teria; Campylobacterales; Helicobacteraceae; 

219846698 |ref|NR_026290.1| Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 
Micromonosporaceae; Pilimelia. 
ref|NR_026274.1| Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
Halomonas. 


219846612|ref|NR_026204.1| Clostridium viride 

86 Clostridium viride Bacteria; 
Clostridium. 
219846549|ref|NR_026141.1] Bacillus clarkii 

87 Bacillus clarkii Bacteria; 
219846511|ref|NR_026103.1]| Clostridium populeti 

3595254 3596742 Clostridium populeti Bacteria; 

Clostridium. 
219846473|ref|NR_026065.1| Helicobacter salomonis 


55 Helicobacter salomonis Bacteria; 
Helicobacter. 
ref|NR_026029.1| Helicobacter trogontum 
08 Helicobacter trogontum Bacteria; 
Helicobacter. 
ref|NR_025952.1| Helicobacter hepaticus 
95 Helicobacter hepaticus Bacteria; 
Helicobacter. 
ref|NR_025941.1| Helicobacter cinaedi 
57 Helicobacter cinaedi Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025939.1| Helicobacter muridarum 
20 Helicobacter muridarum Bacteria; 
Helicobacter. 
ref|NR_025935.1| Helicobacter felis 

02 Helicobacter felis Bacteria; 


s; Helicobacteraceae; Helicobacter. 

219846341|ref|NR_025931.1| Ruminococcus 

ence 3830735 3832122 Ruminococcus flavefaciens 

coccaceae; Ruminococcus. 

219846339|ref|NR_025929.1| Ruminococcus albus 
ococcus albus 7 Bacteria; Firmicutes; 

Ss. 

219846319|ref|NR_025909.1| Alistipes putredinis 

3863852 3865319 Alistipes putredinis Bacteria; 
e; Alistipes. 
219846315|ref|NR_025905.1]| Arcobacter 


3869930 3871391 Arcobacter 


571186 Bacteria_16S 
vulcanalis strain 


Bacteria; 


571186 Bacteria_16S 
strain PAT 05 16S 
Bacillales; 


Firmicutes; 


571186 Bacteria_16S 
strain MSS-155 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 


571186 Bacteria_16S 
strain CA15-8 16S 


4048785 4048705 5 85 


gi 


4103021 41029415 85 

ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 

4133394 41333145 85 


gi 


gi 


Bacillaceae; Halobacillus. 
4200769 4200689 5 85 
ribosomal RNA, partial sequence 


gi 


219846188 


CsHg2 16S ribosomal RNA, partial sequence 40475 
Firmicutes; Bacillales; Alicyclobacillaceae; 


Alicycloba 
219846151 


4101786 41031 


219846125 


4132144 41336 


219846075 


4199561 42010 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


571186 Bacteria_16S 
strain Y12-2 16S 
Bacteroidetes; 
571186 Bacteria_16S 
strain Y10-2 16S 
Bacteroidetes; 
571186 Bacteria_16S 


Bacteroidetes; 
571186 Bacteria_16S 


Bacteroidetes; 


4226646 42265707 83 
ribosomal RNA, partial sequence 
Flavobacteria; Flavobacteriales; 
4228118 4228042 7 83 
ribosomal RNA, partial sequence 


gi 


gi 


219846051 


4225434 42268 
Flavobacteriaceae 


219846050 


4226906 42283 


Flavobacteria; Flavobacteriales; Flavobacteriaceae 

4229590 42295147 83 gi| 219846049 

strain SW49 16S ribosomal RNA, partial sequence 4228378 42297 
Flavobacteria; Flavobacteriales; Flavobacteriaceae 

28418 28351 16 83 gi| 265679045 

strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 
Flavobacteria; Flavobacteriales; Flavobacteriaceae 

270367 270296 15 86 gi| 265678880 


571186 Bacteria_16S 


ref 
cill 
ref 


ref 


ref 


> Mi 
ref 


; Ae 
ref 


; Be 
ref 


; Be 
ref 


7 Co 
ref 


polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequenc 


Thermoanaerobacterium polysaccharolyticum Bacteria; 


Thermoanaerobacterales; Thermoanaerobacterales Family I 


571186 Bacteria_16S 


279526 279447 5 84 gi 


strain ATCC 23392 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


571186 Bacteria_16S 
vibrioformis stra 
vibrioformis Bacteria; 
571186 Bacteria_16S 
strain 39 16S ribosomal RNA, partial sequence 
Bacillales; 
571186 Bacteria_16S 
strain B7-43 16S 
Proteobacteria; 
571186 Bacteria_16S 
16S ribosomal 


Firmicutes; 


F89 


Flavobacteria; 
571186 Bacteria_16S 


294727 294660 16 83 


gi 
Chlorobi; Chlorobia; 


346713 346634 7 86 


gi 

Paenibacillaceae; Brevibacillus 
362959 362880 5 84 gi 
ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales 
425701 425634 16 83 gi 


II. Incert 
265678874 
27832 


265678864 


in 6030 16S ribosomal RNA, partial sequence 
Chlorobiales; 


Chlorob 
265678827 


345474 34689 


265678813 


361716 36321 
; Desulfovibri 


265678771 


RNA, partial sequence 424476 425990 Formo 
Flavobacteriales; Flavobacteriaceae; Formosa. 
482411 482332 6 85 gi| 265678730 


australiensis strain Ben 117 16S ribosomal RNA, partial 


australiensis Bacteria; 
Quatrionicoccus. 
571186 Bacteria_16S 
strain NO-502 16S 
Bacteroidetes; 
571186 Bacteria_16S 
mesophilus strain 
Bacteroidetes; 


Bacteria; 


571186 Bacteria_16S 


Proteobacteria; 


536004 535929 8 83 

ribosomal RNA, partial sequence 
Sphingobacteria; Sphingobacteriales; Fle 
602564 602497 16 83 gi 
2SM29 16S ribosomal RNA, partial sequ 
Flavobacteria; Flavobacteriale 
623874 623799 7 82 gi 


gi 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, part 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


571186 Bacteria_16S 
16S ribosomal 
Gammaproteobacteria; 
571186 Bacteria_16S 
strain Chj707 16S 
Bacteroidetes; 
571186 Bacteria_16S 
strain GP11 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571186 Bacteria_16S 
199/55 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
571186 Bacteria_16S 
strain Ne 11 16S ribosomal RNA, partial sequence 


N7 


660365 660286 5 
RNA, partial sequence 
Pseudomonadales; Moraxellaceae; 
800985 800910 8 83 
ribosomal RNA, partial sequence 
Flavobacteria; Flavobacteriales; 
1013609 10135305 84 


84 gi 
Mo 
gi 


Flavoba 
gi 


1015105 1015026 5 84 gi 
Mo 


gi 


Pseudomonadales; 
1016601 1016522 5 


Moraxellaceae; 
84 


Betaproteobacteria; 


sequence 
Rhodo 


265678695 


534808 53626 


xibacterac 
265678651 
ence 60134 
s; Flavoba 
265678636 
ial sequen 
Actinomyc 


265678609 


659171 660617 Morax 


raxella. 
265678512 


799765 80123 


cteriaceae 
265678369 


1012401 10138 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


265678368 


1013897 1015342 Morax 


raxella. 
265678367 


Firmicutes; 


ae Ss 
ref 
ref 
iace 
ref 
ref 
ref 
saa 
ref 
cycl 
ref 


eae; 
ref 


cter 
ref 


etal 


ref 
ella 


ref 


7 Ka 
ref 


ae; 
ref 
ella 


66 4049023 Alicyc 


65 Halobacillus 


31 Arthrobacter 


1 279763 Mycopl 


293547 295005 


2 Brevibacillus 


3 Desulfovibrio 


481171 482647 


4 602854 Gelidi 


ce 622694 624168 


NR_025778.1 
us. 
NR_025741.1 


NR_025715.1 


NR_025665.1 


crococcaceae 
NR_025641.1 


quorivita. 
NR_025640.1 


quorivita. 
NR_025639.1 


quorivita. 
NR_029353.1 


enonia. 
NR_029186.1 
e 269183 
edis; Thermo 
NR_029180.1 
NR_029170.1 


ae; Prosthec 
NR_029132.1 


NR_029118.1 
onaceae; Des 
NR_029076.1 
lgae Bacteri 
NR_029035.1 
ales; Rhodoc 


NR_029000.1 


Arcicella. 
NR_028956.1 


iaceae; Geli 
NR_028941.1 
es; Coryneba 


NR_028914.1 
canis Bacte 


NR_028815.1 
istella. 


NR_028671.1 


NR_028670.1 
ovis Bacter 


ref 


Clostridia; 


Alicyclobacillus 


; Arthrobacter. 


Coenonia anatina 


Coenonia anatina Bacteria; 


270620 


anaerobacterium. 
Mycoplasma gateae 


Prosthecochloris 
Prosthecochloris 
ochloris. 


reuszeri Bacteria; 


putealis Bacteria; 
ulfovibrio. 

a; Bacteroidetes; 
Quatrionicoccus 


Quatrionicoccus 
yclaceae; 


Gelidibacter 
bacter mesophilus 
dibacter. 
Corynebacterium 
Corynebacterium 
cterineae; 


ria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 
Moraxella. 


ia; Proteobacteria; 


NR_028669.1 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


lobacillus vulcanalis 


Bacillus patagoniensis 
87 Bacillus patagoniensis Bacteria; 


Halobacillus locisalis 
locisalis Bacteria; 


Arthrobacter koreensis 
koreensis Bacteria; 


Aequorivita crocea 
55 Aequorivita crocea Bacteria; 


Aequorivita lipolytica 
27 Aequorivita lipolytica Bacteria; 


Aequorivita antarctica 
99 Aequorivita antarctica Bacteria; 


Thermoanaerobacterium 


asma gateae Bacteria; 


Brevibacillus reuszeri 


Desulfovibrio putealis 


Formosa algae strain 


Arcicella aquatica 
7 Arcicella aquatica Bacteria; 


Moraxella canis strain 
Proteobacteria; 


Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Moraxella ovis strain 


Moraxella catarrhalis 
1015393 1016838 Moraxella catarrhalis Bacteria; 


571186 Bacteria_16S 1018098 1018019 5 84 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

571186 Bacteria_16S 1199797 1199722 8 83 gi|228715480|ref|NR_027533.1| Dyadobacter fermentans 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 1200010 Dyadobacter fermentans DSM 18053 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Dyadobacter. 

571186 Bacteria_16S 1255576 1255497 7 86 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

571186 Bacteria_16S 1375325 1375258 16 83 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

571186 Bacteria_16S 1713515 1713440 8 83 gi|219878399|ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
571186 Bacteria_16S 1718141 1718066 8 83 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

571186 Bacteria_16S 1906581 1906506 8 83 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
571186 Bacteria_16S 2065197 2065122 8 83 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

571186 Bacteria_16S 2106468 2106393 8 83 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 

571186 Bacteria_16S 2142759 2142692 16 83 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
571186 Bacteria_16S 2212457 22123785 84 gi|219857591|ref|NR_025179.1| Mycoplasma columborale 


strain MMP-4 16S 
Tenericutes; Moll 
571186 Bacteria_16S 
strain 852 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
571186 Bacteria_16S 
phocicerebrale st 
phocicerebrale Ba 
571186 Bacteria_16S 
spermatophilum st 
spermatophilum Ba 
571186 Bacteria_16S 
strain HRC292 16S 
Tenericutes; Moll 
571186 Bacteria_16S 
strain MH5408 16S 
Tenericutes; Moll 
571186 Bacteria_16S 
galactanivorans s 
galactanivorans B 
571186 Bacteria_16S 


strain LMG11607 1 


Bacteroidetes; 


571186 Bacteria_16S 


strain 383 16S 


Tenericutes; Moll 
571186 Bacteria_16S 
strain DC333 16S 
Tenericutes; Moll 
571186 Bacteria_16S 
strain TB 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
571186 Bacteria_16S 


strain CH20247 


Tenericutes; Moll 
571186 Bacteria_16S 
strain 1219 16S r 
Tenericutes; Moll 
571186 Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2281157 2281078 5 84 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
2282665 2282586 5 84 gi 


2368843 2368764 5 84 gi 
rain AH159 16S ribosomal RNA, partial 


2370325 2370246 5 84 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371836 2371757 5 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


2393117 2393042 8 83 gi|219857465|ref|NR_025053.1 
train Dsij 16S ribosomal RNA, partial sequence 2391886 239336 
acteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
2408282 2408207 8 83 gi| 219857455 |ref|NR_025043.1 
6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 
2479491 2479412 5 84 gi|219857397|ref|NR_024985.1 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482510 24824315 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2485533 2485454 5 84 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
2488565 2488486 5 84 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491589 2491510 5 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2684506 2684431 8 83 gi 


16 


rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 


cteria; Tenericutes; Mollicutes; Mycop 


2211275 22127 


eq 
la 


se 
la 


2478295 24797 


219857546 
2279959 22814 


219857545 


219857481 


219857480 


2369126 23705 


219857479 
2370638 23720 


219857395 
2481316 24827 


219857393 
2484337 24857 


219857391 
2487368 24888 


219857389 
2490394 24918 


ref |NR_025134.1 


ref|NR_025133.1 

2281465 228293 
Mycoplasma. 
ref|NR_025069.1 

2367647 236907 
Mycoplasma. 
ref|NR_025068.1 


uence 
smataceae; 


quence 
smataceae; 


ref|NR_025067.1 


ref|NR_024983.1 


ref|NR_024981.1 


ref 


NR_024979.1 


ref|NR_024977.1 


23 Mycoplasma columborale Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Riemerella columbina 


26 Riemerella columbina Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


219857200 


ref|NR_024828.1 


Zobellia russellii 


strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 


Bacteroidetes; 


Flavobacteria; Flavobacteriales; 


Flavobacteriaceae; 


Zobellia. 


571186 Bacteria_16S 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 26 
Flavoba 


Bacteroidetes; Fl 


571186 Bacteria_16S 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 26 
Flavoba 


Bacteroidetes; Fl 


571186 Bacteria_16S 
agariperforans strain KMM 3525 16S ribosomal RNA, parti 
Sphingobacteria 


agariperforans Ba 
Reichenbachiella. 


571186 Bacteria_16S 
amylolyticum strain MBIC4355 16S ribosomal RNA, partial 
amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Fl 
571186 Bacteria_16S 
MBIC1140 16S ribosomal RNA, partial s 
Flav 


mesophilum strain 
mesophilum Bacter 


571186 Bacteria_16S 
n FS60-1 16S ribosomal RNA, partial se 
Lact 


acidipiscis strai 
acidipiscis Bacte 


571186 Bacteria_16S 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


571186 Bacteria_16S 


halophilus strain 
halophilus Bacter 


571186 Bacteria_16S 
ATCC 33624 16S ribosomal RNA, partial 
Flav 


gingivalis strain 
gingivalis Bacter 


571186 Bacteria_16S 


halophilum strain 
halophilum Bacter 


571186 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


571186 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


571186 Bacteria_16S 


strain C8ST5 16S 


2685948 2685873 8 83 


gi 


avobacteria; 
2687417 2687342 8 


Flavobacteriales; 
83 gi 
avobacteria; 
2759288 2759221 16 


Flavobacteriales; 
83 gi 
cteria; Bacteroidetes; 


2811983 2811916 16 83 


gi 


2813477 2813410 16 83 


gi 
ia; Bacteroidetes; Flavobacteria; 
2837737 2837668 16 85 gi 
Firmicutes; Lactobacillales; 
3066286 3066211 8 83 


ria; 
gi 
teria; Bacteroidetes; Sphingobacteria; 
3361624 3361546 7 85 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; 


3607238 3607171 16 83 


gi 
Bacteroidetes; Flavobacteria; 
3654055 3653984 16 87 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; 
3683023 3682944 15 


ia; 


93 gi 
acteria; Alphaproteobacteria; Rhodobac 
3690596 3690517 5 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ain 1187 16S ribosomal RNA, partial se 


Bacillacea 


Clostridia 


38 16S ribosomal RNA, partial sequence 


219857199 


cteriac 
219857198 


cteriac 
219857147 
al sequ 
; Sphin 
219857109 
sequence 
avobact 
219857108 
equence 
ob 
219856899 
quence 
ob 
219846878 
quence 
s 


219846676 
sequence 
e} 
219846502 
sequence 
obacterial 
219846469 
sequence 
les; 
219846449 
36818 
terales; 
219846444 


3689398 36908 


861 
eae 


876 
eae 


enc 
gob 


eri 


acterial 


acillace 


phingoba 


Marinoc 


Pepto 


R 


ref|NR_024827.1 


7 ZO 
ref 


bellia. 
NR_024826.1 
; Zobellia. 
ref|NR_024775.1 
e 2758107 275950 
acte 


ref |NR_024737.1 
2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 
2812273 281371 
es; Flavobacteri 
ref|NR_024718.1 
2836503 283790 
ae; Lactobacillu 
ref |NR_026470.1 
3065078 306652 
cteriales; Flexi 


NR_026268.1 
3360383 336190 
occus. 
NR_026094.1 
3606022 360747 
es; Flavobacteri 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref |NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026035.1 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Reichenbachiella 
5 Reichenbachiella 


riales; Flammeovirgaceae; 


Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 
6 Tenacibaculum 
aceae; Tenacibaculum. 
Lactobacillus 
8 Lactobacillus 
Ss. 
Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Marinococcus 
2 Marinococcus 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Bacteroidetes; 


Fl 


571186 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


571186 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


571186 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


571186 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


571186 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


571186 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


571186 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


571186 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


571186 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759191 3759112 5 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3836268 3836188 5 85 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3982454 3982387 16 83 


Flavoba 
gi 


avobacteria; 
4013854 4013787 16 


Flavobacteriales; 
83 


avobacteria; Flavobacteriales; Flavoba 
4015334 4015267 16 83 gi 
KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; 
4016813 4016746 16 83 gi 
in KMM 3907 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
4065284 4065205 5 


84 gi 


Flav 


3751943 37534 


219846393 


3757993 37594 


6S ribosomal RNA, partial sequence 3981260 39826 


cteriaceae 
219846214 


6S ribosomal RNA, partial sequence 4012648 40140 


cteriaceae 
219846213 
equence 
obacterial 
219846212 
sequence 
avobacteri 


219846176 


S ribosomal RNA, partial sequence 


4064043 40655 


ref |NR_025984.1 


+ Bu 
ref 


zionia. 
NR_025804.1 


; Winogradskyell 
ref|NR_025803.1 

4014130 401555 
es; Flavobacteri 
ref |NR_025802.1 

4015607 401703 
ales; Flavobacte 


, 


ref|NR_025766.1 
18 Desulfovibrio 


3702607 3702540 16 83 gi|219846435|ref|NR_026026.1| Gelidibacter algens 
ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter algens Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

3704140 3704065 8 83 gi|219846434|ref|NR_026025.1| Riemerella 
ain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

3753143 37530645 84 gi|219846397|ref|NR_025988.1| Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


gi|219846338|ref|NR_025928.1| Halomonas halodurans 

3835060 3836533 Halomonas halodurans Bacteria; 
Halomonadaceae; Halomonas. 

gi|219846237|ref|NR_025827.1| Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 

Winodgradskyella 

6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 
riaceae; 


Desulfovibrio bastinii 
bastinii Bacteria; 


Desulfov 


ibri Desulfovibrio. 


eltaproteobacteria; Desulfovibrionales 


v 


571186 Bacteria_16S 
strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 


Bacteroidetes; 


Flavobacteria; 


4089643 4089568 8 


83 


Flavobacteriales; 


gi|219846160 


Flavobacteriaceae 


onaceae; 


ref|NR_025750.1 


; Maribacter. 


Maribacter aquivivus 


571186 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


571186 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


571186 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


571186 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


571186 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


571186 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


571186 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


571186 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


571186 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


571186 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


571186 Bacteria_16S 


strain E-1-A 16S 
Proteobacteria; A 


571186 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


571186 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


571186 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


571186 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


571186 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


571186 Bacteria_16S 


strain YIM 70085 
Actinobacteria; A 


571186 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


571186 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


571186 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


571186 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


571186 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


571186 Bacteria_16S 


4091132 4091057 8 83 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
6S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4092628 4092553 8 83 gi|219846158|ref|NR_025748.1| Maribacter 
ain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4094109 4094034 8 83 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
6S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

4162839 4162772 16 83 gi|219846106|ref|NR_025696.1| Algibacter lectus 
6S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

17739 17661 7 85 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

55777 55707 15 85 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
6S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

67854 67784 15 85 gi|265679019|ref|NR_029327.1| Sphingomonas 
train Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

233905 233835 15 85 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
n 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

302208 302138 14 84 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 

ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

303741 303671 15 85 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
bosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

356921 356851 15 85 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

364396 364326 15 85 gi|265678812|ref|NR_029117.1| Phenylobacterium 

FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 

371832 371762 15 85 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
ain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

373330 373260 15 85 gi| 265678806 |ref|NR_029111.1]| Sphingomonas 
rain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
cteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

396291 396213 7 85 gi|265678791|ref|NR_029096.1| Tenuibacillus 
n 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
tes; Bacillales; Bacillaceae; Tenuibacillus. 

413381 413303 7 85 gi|265678779|ref|NR_029084.1| Lactobacillus 
Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

422554 422476 7 85 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 
16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

433451 433373 7 85 gi|265678766|ref|NR_029071.1| Paenibacillus 

GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

442734 442656 7 85 gi|265678760|ref|NR_029065.1| Bifidobacterium 
strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 

465600 465530 15 85 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
lphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

473289 473219 15 85 gi|265678736|ref|NR_029041.1| Weissella koreensis 

ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
bacillales; Weissella. 

630054 629984 15 85 gi|265678631|ref|NR_028936.1| Roseospira marina 

ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
lphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

720795 720725 15 85 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 


biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 


719632 721036 Asticcacaulis 


GGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTC 
TGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTC 
CTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGTGCCTAGAGATAGGTATTCCCTTGTGGCCTGTGTGCAGGTGGTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATG 
CCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGA 
AGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCNTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACTGGATAGGACCACACTTTAGTGTGTGTGGTGGAAAGTT 
TTTTCGGTACGAGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGG 
GACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGG 
GTTGTAAACCTCTTTCGACAGGGACGAAGCTTTTGTGACGGTACCTGTATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGC 
GTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTT 
GAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTG 
AGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGGGTCTTCCACGACTTTCGTGCCGTAGC 
TAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGC 
AACGCGAAGAACCTTACCTGGGCTTGACATATACAAGATCGGCGTAGAGATACGTTTTCCCTTGTGGTTNGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGTTGCGAGCCTGTGAGGGTGAGCGAATCG 
CTGAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCCATGGCCCAACAGTTTACTGGGGGGAGTTGGTCGAAGGTGGGATCGGCGATTGGG 
ACGAAGTCGTAACAGGTAGCCGTACCGGAAGGTGCGGCTGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCTTAACAC 
ATGCAAGTCGAACGGTGATGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTTCGGGATAACTCCGGGAAACC 
GGGGCTAATACCGGATATGAGCTACCTTCGCATGGGGGTGGTTGGAAAGTTTTTCGGTCAAGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCT 
ACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAA 
GCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGGTG 
TGAAATCTCGAGGCTCAACCTCGAGCTTGCATCGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCA 
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AATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACGGGAAGCCACCAGAGATGGTG 
GTCTCTTTGGACACTCGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGC 
CAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCAT 
GCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCG 
GAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCCATG 
GCCCAACCGTTCGCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGACCAGCTTGCTGGTTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACC 
TGCCCTTCACTCTGGGATAAGCCCTGGAAACGGGGTCTAATACCGGATATGACATTCCTGCGCATGTGGGGGTGTGGAAAGATTTATCGGTGGGGGATGGGCTCG 
CGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGG 
GAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGT 
AAAGAGCTCGTAGGCGGTTAGTCGCGTCTGCTGTGAAAACTCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCTGACTAGAGTGCGGTAGGGGTGACTGGAA 
TTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGA 
ACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGACCCATTCCACGGGTTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGG 
CTTGACATACACCGGAAAAGTGCAGAGATGTGCTCCCCGTAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAG 
TCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTCG 
TCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATGAAC 
GCTGGCGGCGTGCCTAACACATGCAAGTCGCACGAGAAAGTCTGCTTTCGGGCGGGCGAGTAAAGTGGCGCACGGGTGAGTAACGCGTAGGTAATCTACCCCTGG 
ATTTGGGATAACAGTGCGAAAGCGCTGCTAATACCGGATACGACCTTTTCGCGGGAGCGGGAAGGTGAAAGTCGGCCTCTCGAAGAAGCTGATGTTCGGGGATGA 
GCCTGCGTCCTATCAGCTAGTTGGCAGGGTAAAGGCCTACCAAGGCGACGACGGGTAGCTGGTCTGAGAGGATGATCAGTCACACTGGCACTGGAACACGGGCCA 
GACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGCCGCAAGGCTGACGCAGCAACGCCGCGTGGGTGATGAAGGCCTTCGGGTCGTAAAGCCCTGTCA 
GGTGGGAAGAACGATTGGGGGTCGAATAGGCCTTTGATGTGACGGTACCACCAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGC 
GAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGTGTAGGCGGCCTGGCAAGTCTGATGTGAAAGCCCCGGGCTTAACCTGGGAAGTGCATTGGAAACTGTCGGG 
CTTGAGTACTGGAGAGGATGGGGGAATTCCNGGTGTAGAGGTGAANTTCGTAGAGATCGGGAGGAATATCAGTGGCGAAGGCGCCCATCTGGACGGTAACTGACG 
CTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGCACTGGGTGTAGCGGGTACTCATTCCTGCTGTGCCGC 
AGCTAACGCGTTAAGTGCTCCGCCTGGGGATTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGA 
CGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCCGGCCCGCTCTGGAAACAGGGAATTCCCNTTCGGGGGACCGGGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAATCCCTGCCTTTAGTTGCCATCATTGAGTTGGGCACTCTAAAGGGACTGCCGGTGTTAAACC 
GGAGGAAGGTGGGGATGACGTCAAGTCCTCAGGGCCTTTATGTCCAGGGCTACACACGTACTACAATGGGCGGTACAAAGGGAAGCGAGCCCGCGAGGGGGAGCC 
AATCCCAAAAAGCCGTTCACAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCTGTACCAGAAGTGCGTGGGCTAACCCTTCGGGGGGGCAGCGCACCAAGGTGTGGTCGGTAATTG 
GGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCCCAGCTTGCT 
GGGGGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACCGGATACGTGCCGCTCGGGC 
ATCCGATGCGGTTGGAAAGATTTATCGGTCAGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGC 
GTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACTCGAGGCTCAACCTCGGGCTTG 
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2559317 2559247 16 86 gi| 219857338 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 


Eubacteriaceae; 


cookii Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Isochromatium buderi 
buderi Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Arthrobacter 
2 Arthrobacter 
icrococcineae; 


Sphingopyxis 
6 Sphingopyxis 


ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Lactobacillus mucosae 
acillus mucosae 


Mycoplasma 
8 Mycoplasma 


ref|NR_024926.1 


Eubacterium aggregans 


2558106 2559614 Eubacterium aggregans Bacteria; 
Eubacterium. 


571186 Bacteria_16S 2673874 2673796 7 85 
manihotivorans strain OND 32 16S ribosomal RNA, complet 
manihotivorans Bacteria; Firmicutes; Lactobacillales; L 
571186 Bacteria_16S 2717322 2717252 15 85 gi 
strain Y223G 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; C 
571186 Bacteria_16S 2732621 2732543 7 85 gi 
psychrotolerans strain M13-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Ca 
571186 Bacteria_16S 2741447 2741377 15 85 gi| 219857160 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 27416 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
571186 Bacteria_16S 2824064 2823986 7 85 gi| 219856908 
subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; 
571186 Bacteria_16S 2865448 2865378 15 85 gi| 219856881 
echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 
Sphingomonas. 
571186 Bacteria_16S 2885735 2885665 15 85 
oligophenolica 16S ribosomal RNA, partial sequence 2884576 28858 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sp 
571186 Bacteria_16S 2931214 2931144 15 85 gi| 219856836 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 29314 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; O 
571186 Bacteria_16S 2965949 2965879 15 85 gi| 219856812 
strain S37 16S ribosomal RNA, partial sequence 2964771 29662 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sp 
571186 Bacteria_16S 3016291 3016213 5 83 gi| 219846913 
strain 1145589 16S ribosomal RNA, partial sequence 3015068 30165 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; 
571186 Bacteria_16S 3099341 3099263 7 85 gi| 219846856 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
571186 Bacteria_16S 3108260 3108190 15 85 gi| 219846850 
strain N2 16S ribosomal RNA, complete sequence 3107102 31085 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
571186 Bacteria_16S 3109725 3109655 15 85 gi|219846849 
strain N1 16S ribosomal RNA, complete sequence 3108566 31099 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
571186 Bacteria_16S 3117348 3117278 15 85 gi| 219846844 
antarctica strain star-1 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; 
Psychromonas. 
571186 Bacteria_16S 3126391 3126321 15 
methylovorum strain DSM 
methylovorum Bacteria; 
Hyphomicrobium. 
571186 Bacteria_16S 3130886 3130817 16 
salinarius strain SG3903 16S ribosomal RNA, partial seq 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerob 
571186 Bacteria_16S 3167191 31671147 84 gi 
radiophilus strain DSM 20551 16S ribosomal RNA, partial 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; 
571186 Bacteria_16S 3197798 3197728 15 85 gi 
sibiricus strain RB16-17 16S ribosomal RNA, partial seq 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria 
Sandaracinobacter 
571186 Bacteria_16S 3209730 3209660 15 85 gi| 219846782 
strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
571186 Bacteria_16S 3211222 3211152 15 85 gi|219846781 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
571186 Bacteria_16S 3262578 3262508 15 85 gi| 219846746 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
571186 Bacteria_16S 3277745 3277675 16 86 gi| 219846736 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubac 
571186 Bacteria_16S 3280773 3280703 16 86 gi| 219846734 


219857207 
e 
ac 

219857177 


gi 


ol 
219857166 
sequence 


gi| 219856866 


219846838 
sequence 
ria; 


85 gi 
5458 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacte 
219846835 
uence 

iales; Hal 
219846810 
sequence 
De 
219846790 
uence 


85 gi 


, 


sequence 
tobacill 


2716108 27175 


welliace 


rnobacte 


eromonad 


Hydr 


Sphingo 


hingomon 


ceanobac 


hingomon 


Dy 


occineae 


dobacter 


dobacter 


Alteromonad 


Rhizo 


inococca 


Sphingomonad 


ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024805.1 


ae; Colwellia. 
ref|NR_024794.1 

2731401 273285 
riaceae; Marinil 
ref|NR_024788.1 


aceae; Agarivora 
ref|NR_024729.1 

2822817 282431 
ogenobacter. 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


ref|NR_024685.1 
adaceae; Sphingo: 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 

ref|NR_026448.1 
44 Arthrobacter 
+ Micrococcacea 
ref |NR_026442.1 


acea 
ref 


e; Rhodovulu 
NR_026441.1 


acea 
ref 
3 


e; Rhodovulu 
NR_026436.1 
116131 311762 
ales; Psychr 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


Ww 


27.1 
4 
teroidaceae; 
NR_026402.1 
165996 316746 
Deinococcac 
NR_026382.1 
196654 319807 
ales; Sphing 


ref|NR_0264 

3129667 31310 
obac 
ref 

3 
les; 
ref 


Ww 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 


Lactobacillus 
4 Lactobacillus 
llus. 
Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 

Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Hydrogenobacter 
3 Hydrogenobacter 


Sphingomonas 
8 Sphingomonas 


gomonadaceae; 


Sphingomonas 


81 Sphingomonas oligophenolica Bacteria; 


monas. 
Oceanobacter kriegii 


kriegii Bacteria; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Dysgonomonas gadei 


gadei Bacteria; 


Arthrobacter rhombi 


rhombi Bacteria; 
e: 


Arthrobacter. 
Rhodovulum robiginosum 


’ 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Psychromonas 

9 Psychromonas 

omonadaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Deinococcus 
5 Deinococcus 
eae; Deinococcus. 
Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Acetobacterium 
3 Acetobacterium 
bacterium. 


ref|NR_026326.1 


Acetobacterium malicum 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacte 


rium. 


571186 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


571186 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


571186 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


571186 Bacteria_16S 


strain BN6 16S ri 
Proteobacteria; A 


571186 Bacteria_16S 


strain DSM 20167 
Actinobacteria; A 


571186 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


571186 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


571186 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


571186 Bacteria_16S 


Isley 16S ribosom 
Mollicutes; Mycop 


571186 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


571186 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


571186 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


571186 Bacteria_16S 


strain MB-G2 16S 
Proteobacteria; A 


571186 Bacteria_16S 


strain CL-SP19 16 
Proteobacteria; G 


571186 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 
Salinimonas. 


571186 Bacteria_16S 


strain R22 16S ri 
Proteobacteria; G 


571186 Bacteria_16S 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


571186 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


571186 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


571186 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


571186 Bacteria_16S 


strain Prevot 247 
Actinobacteria; A 


571186 Bacteria_16S 


strain KB740 16S 


3282292 3282222 16 86 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283816 3283746 16 86 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285341 3285271 16 86 gi 


ridia; Clostridiales; Eubacteriaceae; 
3312718 3312648 15 85 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3400951 3400873 7 85 gi 


ctinobacteridae; Actinomycetales; Micr 
3417629 3417559 15 85 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 
3431007 3430925 3 85 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3524648 3524571 8 85 gi 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 
3757667 3757597 14 
al RNA, partial sequence 
lasmataceae; Mycoplasma. 
3851404 3851334 15 85 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


v 
e; 


84 gi 


3852916 3852846 15 85 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3954560 3954490 15 85 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3955997 3955927 15 85 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3983950 3983880 15 85 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
4006274 4006204 15 85 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


4010827 4010757 15 85 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
37531 37462 15 84 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


gi 


38936 38867 15 84 gi 
162 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 
60299 60230 16 85 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
101090 101021 16 85 gi 
ibosomal RNA, complete sequence 

lales; Bacillaceae; Halobacillus. 
127140 127071 16 85 gi 
7B 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
157525 157448 8 85 gi 
ribosomal RNA, partial sequence 


s 
ia 


qu 
es 


v 


Ac 


Sp 


oc 


Ca: 
ae 


, 


s 


eq 
ti 


ti 


dia; 


qu 
id 
en 
te 


ho 


di 


Ss 


ria; 


ial 
ia; 


e 


219846733 
equence 
les; 
219846732 
ence 


219846731 
6S ribosomal RNA, partial sequence 3284145 32856 
etobacte 
219846712 
3311548 33129 
hingomon 
219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
occineae 
219846633 
al seque 


219846624 
equence 
Actinomyc 


219846560 
uence 
nomyceta 


219846394 
3756485 3757942 Mycop 


219846328 
al seque 


219846327 
ence 

iales; 
219846256 
ce 39533 
rales; 
219846255 
3954838 39562 
dobacter 
219846236 
3982735 39841 
omarinac 
219846221 
equence 


219846216 
4009610 40110 
diomarinac 
265679039 


265679038 


hodobacter 
265679024 
59080 
anthomonad 
265678996 
99832 


265678978 
nomycineae 


265678958 
156293 157818 Azoarcus evansii Bacteria; 


ref 


Eubacte 


ref 


eria 
ref 


Eubact 


ref 


adac 
ref 


7 Mi 
ref 
nce 
myce 


Actino: 
ref 

etal 
ref 

les; 
ref 
ref 


nce 
Clostridi 
ref 


umin 
ref 


R 


Rhodo 


ref 


acea 
ref 


eae; 
ref 


Alteromon 


ref 


eae; 
ref 
sequen 
Rhodobacte 
ref 
37787 
acea 
ref 
60579 
acea 
ref 
10139 


ref 
12591 


* Ac 
ref 


3281102 32825 


3282621 32840 


13 Arthrobacter 


3523483 35248 


lasma alvi Bact 


3851732 38531 


99 3954787 Rhodo 


4005071 40064 


ce 36384 


39128 


0 Halobacillus 


8 127358 Actin 


NR_026325.1 
7 
riaceae; Ace 
NR_026324.1 
9 
ceae; Acetob 
NR_026323.1 


NR_026304.1 


eae; Sphingo 
NR_026237.1 


crococcaceae 
NR_026225.1 
341641 
Actin 


tales; 


NR_026216.1 


3429781 343112 


es; Coryneba 
NR_026152.1 
8 
Pseudonocar 
NR_025985.1 
e 


NR_025918.1 

385021 
ales; Rumino 
NR_025917.1 
9 
ococcaceae; 
NR_025846.1 
Vv 
bacteraceae; 
NR_025845.1 


e; Rhodovulu 
NR_025826.1 


Idiomarina. 
NR_025811.1 
7 
e 


adales; Alt 


NR_025806.1 


Idiomarina. 
NR_029347.1 
37736 
rales; Rhodo 
NR_029346.1 
Sulfit 
e; Sulfitoba 
NR_029332.1 


e; Xanthomon 
NR_029304.1 


NR_029286.1 
fo) 
tinomycetace 
NR_029266.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 
rium. 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Arthrobacter sulfureus 


sulfureus Bacteria; 


’ 


Arthrobacter. 
Actinomyces 

6 3417841 Actinomyces 
omycineae; 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Mycoplasma alvi strain 
ria; Tenericutes; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Halobacillus litoralis 


litoralis Bacteria; 


Actinomyces meyeri 

myces meyeri Bacteria; 

ae; Actinomyces. 
Azoarcus evansii 


571186 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


571186 Bacteria_16S 


strain Benl04 16S 


571186 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


571186 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


571186 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


571186 Bacteria_16S 


strain Illinois 1 


571186 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


571186 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


571186 Bacteria_16S 


strain HTCC2597 1 


571186 Bacteria_16S 


strain RV-12x 16S 


Firmicutes; Clost 


571186 Bacteria_16S 


249507 249430 8 85 gi| 265678896 |ref|NR_029204.1| Microvirgula 
strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
252479 252410 16 85 gi| 265678894 |ref|NR_029202.1| Amaricoccus macauensis 
ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

253954 253885 16 85 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
n Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

259932 259863 15 84 gi| 265678889 |ref|NR_029197.1| Ruegeria 
strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

299200 299131 15 84 gi|265678861|ref|NR_029167.1| Anaeroplasma 
train 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
acteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 

306838 306769 15 84 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
6S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

351086 351017 16 85 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
somal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

358346 358277 15 84 gi|265678816|ref|NR_029121.1]| Loktanella 
ain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

379441 379372 15 84 gi|265678802|ref|NR_029107.1| Oceanicola batsensis 
6S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 
388638 388569 16 85 gi|265678796|ref|NR_029101.1| Veillonella ratti 
ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

391717 391640 8 85 gi|265678794|ref|NR_029099.1| Chitinimonas 

n cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 


taiwanensis strai 
Bacteria; Proteob 


571186 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


571186 Bacteria_16S 


G1212 16S ribosom 
Alphaproteobacter 


571186 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


571186 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


571186 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


571186 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


571186 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


571186 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


571186 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


acteria; Betaproteobacteria; Burkholde 
408672 408599 12 85 gi 


eria; Aquificae; Aquificales; Desulfur 
477738 477669 16 85 gi 
al RNA, partial sequence 
ia; Rhodobacterales; Rhodobacteraceae; 
504041 503972 15 84 gi 
ain R-9477 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


525304 525235 16 85 gi 
$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


572635 572566 15 84 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


584587 584518 16 85 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


604183 604110 12 85 gi 
16S ribosomal RNA, partial sequence 

cales; Desulfurobacteriaceae; Thermovi 
658859 658790 15 84 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
681657 681580 8 85 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 


571186 Bacteria_16S 


719279 719210 16 85 gi 


in HB-1 16S ribosomal RNA, partial seq 


riales; Bu 
265678783 
uence 

obacteriac 
265678733 


476563 478023 Parac 


Paracoccu 
265678716 
sequence 

eria; Rhod 


265678702 
e 52414 
ales; Cory 


265678671 
sequence 
teria; Rho 


265678663 
equence 
ria; Rhodo 


265678649 
60290 

brio. 

265678610 


657665 65912 


Anaerosti 
265678595 


680477 68183 


eriaceae; 
265678569 


rkholderiaceae; 
ref |NR_029088.1 
407444 408915 
eae; Thermovibri 
ref |NR_029038.1 
occus yeei Bacte 
Ss. 
ref |NR_029021.1 
502862 504310 
obacterales; Rho 


ref |NR_029007.1 
6 525550 Coryne 
nebacterineae; C 


ref|NR_028976.1 
571472 572837 
dobacterales; Rh 


ref|NR_028968.1 
583422 584837 
bacterales; Rhod 


ref |NR_028954.1 
5 604369 Thermo 


ref |NR_028915.1 
0 Anaerostipes 
pes. 
ref|NR_028900.1 
Neisseria. 
ref 


Chitinimonas. 
Thermovibrio 
Thermovibrio 

Ox. 

Paracoccus yeei strain 
ria; Proteobacteria; 


Loktanella 
Loktanella 
dobacteraceae; 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


Jannaschia 
Jannaschia 
odobacteraceae; 


Paracoccus 
Paracoccus 


obacteraceae; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Anaerostipes caccae 


caccae Bacteria; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


NR_028873.1 


Virgibacillus 


marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


571186 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


571186 Bacteria_16S 


16S ri 
B 


strain V33 
Proteobacteria; 
571186 Bact 
strain LMG 18819 
Proteobacteria; 

571186 Bact 


B 


strain LMG 18106 16S ribosomal RNA, partial sequence 893783 89526 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
571186 Bacteria_16S 896532 896455 8 85 gi| 265678447 


strain LMG 16407 


Proteobacteria; B 


571186 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


571186 Bacteria_16S 


strain DSS-3 16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


571186 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


571186 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


quisquiliarum str 
quisquiliarum Bac 


571186 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


571186 Bacteria_16S 


strain R 16S ribo 
Proteobacteria; A 
fever group. 


571186 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


571186 Bacteria_16S 


intestinalis DSM 
13280 Bacteria; A 
Collinsella. 


571186 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


571186 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


571186 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


571186 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


571186 Bacteria_16S 


urealyticum DSM 7 
DSM 
Corynebacteriacea 


571186 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


eria_16S 


eria_16S 


7109 Bacteria; 


759536 759459 8 

osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
761090 761013 8 85 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
893462 893385 8 85 gi 


85 gi 


etaproteobacteria; Burkholderiales; Bu 
894997 894920 8 85 gi 


etaproteobacteria; Burkholderiales; Bu 
929072 929003 15 84 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930555 930486 15 84 gi 
ribosomal RNA, partial sequence 


956925 956856 16 85 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


972313 972244 15 84 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
1003079 1003002 8 85 gi 
ibosomal RNA, partial sequence 


1047281 1047212 16 85 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1050356 1050283 12 85 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1130143 1130074 16 85 gi 


lphaproteobacteria; Rickettsiales; Ric 


1169483 1169407 8 85 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1204363 1204286 8 85 gi 
13280 16S ribosomal RNA, partial seque 
ctinobacteria; Coriobacteridae; Coriob 


1205869 1205792 8 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


85 gi 


Coriobacteri 


1260077 1260000 7 84 gi 

19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1285555 1285486 16 85 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1287112 1287043 16 85 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1291645 1291576 16 85 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 


571186 Bacteria_16S 
antarcticus strain 307 16S ribosomal RNA, partial sequence 


1340339 1340270 16 85 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 

1363137 1363068 15 84 gi 


758305 75981 


759866 76120 


16S ribosomal RNA, partial sequence 892248 89373 


16S ribosomal RNA, partial sequence 895318 89680 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
571186 Bacteria_16S 


1001834 10033 
etaproteobacteria; Rhodocyclales; Rhod 
571186 Bacteria_16S 


somal RNA, partial sequence 1128958 1130397 Ricke 


1204671 12061 


265678540 


eriaceae; 
265678539 


eriaceae; 
265678449 


rkholderia 
265678448 


rkholderia 
265678426 
nce 92790 
terales; R 
265678425 


hodobacter 
265678408 
sequence 
acteria; R 
265678396 
97110 
obacterale 
265678376 


ocyclaceae 
265678347 
uence 

ceae; Cera 
265678345 
quence 

urobacteri 
253680770 


kettsiacea 


228719827 
ce 11682 
taceae; Sp 
228715356 
nce 12031 
acteriales 


228715355 


ales; Cori 
219846811 
ence 12588 
occales; D 
219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
228720812 
e 12904 
tinomyceta 


228721340 
sequence 
oteobacter 


ttsi 
e; 


obac 


ia; 


ref|NR_028844.1| Alysiella filiformis 
5 Alysiella filiformis Bacteria; 
Alysiella. 

ref|NR_028843.1| Neisseria dentiae 

6 Neisseria dentiae Bacteria; 
Neisseria. 

ref|NR_028751.1|] Pandoraea sputorum 

2 Pandoraea sputorum Bacteria; 

ceae; Pandoraea. 

ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 

ref|NR_028749.1| Pandoraea apista 

2 Pandoraea apista Bacteria; 

ceae; Pandoraea. 

ref|NR_028728.1| Roseovarius 

3 929320 Roseovarius nubinhibens 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 


3  Ruegeria pomeroyi Bacteria; 


aceae; Ruegeria 
ref|NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref |NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref |NR_028678.1 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 
Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


; Azovibrio. 
ref|NR_028649.1 

1046039 104752 
sibacillus. 
NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref|NR_028018.1 
a rickettsii 
ickettsieae 


’ 


R 


ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027528.1 
62 1204620 Collin 
Coriobacterine 


, 


ref|NR_027527.1 
28 Collinsella 
terineae; Co 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_025644.1 

1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


ref|NR_027605.1 
1339181 134062 
Rhodospirill 


228719132 


Cerasibacillus 
2 Cerasibacillus 


Balnearium 
0 Balnearium 
m. 

Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 
Spirochaeta 
haeta smaragdinae DSM 


Collinsella 
sella intestinalis DSM 


ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Deinococcus 

occus radiopugnans ATCC 

einococcus. 
Jeotgalicoccus 

0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Corynebacterium 
bacterium urealyticum 
rineae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


ref|NR_027580.1 


Octadecabacter 


1361976 1363364 Octadecabacter antarcticus 307 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 


571186 Bacteria_ 


strain ATCC 2917 
29176 Bacteria; 


571186 Bacteria_ 
magneticus strain 
Proteob 


Bacteria; 


571186 Bacteria_ 
HEL-45 16S riboso 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
571186 Bacteria_ 
strain B4P 16S ri 


Proteobacteria; 


571186 Bacteria_ 
profundus strain 
Deinoco 
571186 Bacteria_ 
strain S2 16S rib 


Bacteria; 


Proteobacteria; 


571186 Bacteria_ 
stenotrophicus st 
stenotrophicus Ba 


Thalassobacter. 


571186 Bacteria_ 


strain U120 16S 
Proteobacteria; 


571186 Bacteria_ 


strain DhA-35 16 
Proteobacteria; 


571186 Bacteria_ 
fryxellensis stra 


fryxellensis Bac 
Loktanella. 


571186 Bacteria_ 
macmurdoensis str 
macmurdoensis Bac 
571186 Bacteria_ 
margaritifer stra 


margaritifer Bac 
Tepidiphilus. 


571186 Bacteria_ 


strain R-8904 16 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
571186 Bacteria_16S 1836610 1836533 8 85 gi| 219878311 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodo 
Sterolibacterium. 

571186 Bacteria_16S 1879270 1879193 8 85 gi| 219878282 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
571186 Bacteria_16S 1964463 1964386 8 85 gi| 219878219 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequen 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydro 
Thiobacillus. 

571186 Bacteria_16S 1967472 1967395 8 85 gi| 219878217 
strain BM5 16S ribosomal RNA, partial sequence 1966261 19677 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 

571186 Bacteria_16S 2068274 2068197 8 85 gi| 219878145 

strain 58Eu 16S ribosomal RNA, partial sequence 2067059 20685 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
571186 Bacteria_16S 2069806 2069729 8 85 gi| 219878144 

strain 47Lol 16S ribosomal RNA, partial sequence 2068593 20700 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
571186 Bacteria_16S 2120172 2120103 16 85 gi| 219857655 

strain HSL-3 16S ribosomal RNA, partial sequence 2118933 21204 

Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

571186 Bacteria_16S 2159339 2159270 16 85 gi| 219857629 

zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial s 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 

Paracoccus. 

571186 Bacteria_16S 2230621 2230544 8 85 gi| 219857579 


16S 1364609 1364540 15 84 gi 
6 16S ribosomal RNA, partial sequence 

Firmicutes; Clostridia; Clostridiales; 
16S 1369228 1369151 7 84 gi 


RS-1 16S ribosomal RNA, 


16S 1379849 1379780 15 
mal RNA, partial sequence 


84 gi 


16S 1424971 1424894 8 85 gi| 224581442 
bosomal RNA, partial sequence 1423741 14252 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
16S 1437363 1437282 3 84 gi| 224581430 
506 16S ribosomal RNA, partial sequence 14361 
ccus-Thermus; Deinococci; Thermales; Thermaceae; 
16S 1438914 1438837 8 85 gi|224581429 
osomal RNA, partial sequence 1437684 14391 


B 
16S 1445060 1444991 15 84 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


16S 1466151 1466074 8 85 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 
16S 1469161 1469084 8 85 
S ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 
16S 1612951 1612882 15 84 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


gi 


gi 


t 


16S 1661664 1661583 5 85 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
16S 1687422 1687345 8 85 gi 
in N2-214 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacter 
16S 1712001 1711932 15 84 

S ribosomal RNA, partial sequence 


gi 


complete sequ 
acteria; Deltaproteobacteria; Desulfov 


1378686 1380064 Ocean 


etaproteobacteria; Rhodocyclales; Rhod 


1464924 1 
Rhod 


1467942 14694 
Rhod 


1710844 17122 


228719063 

13634 
Ruminococc 
228718692 
ence 13679 
ibrionales 
228717469 


hodobacter 


ocyclaceae 
224581424 
sequence 

teria; Rho 


224581409 

4664 
ocyclaceae 
224581407 


ocyclaceae 
219878468 
1 sequence 
ria; Rhodo 


219878434 
sequence 
ccaceae; P 
219878417 
equence 

ia; Hydrog 


, 


219878400 


ref |NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027563.1 
ibulbus indolife 
aceae; Oceanibul 
ref|NR_027224.1 


; Th 
ref 


auera. 
NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027211.1 
; Thauera. 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


ref |NR_027190.1 


; Az 
ref 


oarcus. 
NR_027188.1 
; Zoogloea. 
ref|NR_025607.1 

1611794 161320 
bacterales; Rhod 


ref|NR_025573.1 
1660434 166191 
aenisporosarcina 
ref|NR_025556.1 
1686206 168766 
enophilales; Hyd 


ref |NR_025539.1 
aceae; Loktanell 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodoc 


ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 
ref|NR_025356.1 
Thi 
ref 


ocapsa. 
NR_025284.1 


; Th 
ref 


auera. 
NR_025283.1 
; Thauera. 
ref |NR_025244.1 
54 Halobacillus 


ref 
eque 
Rho 


NR_025218.1 
nce 215819 
dobacterale 


hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 


s: 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 

Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Oceanithermus 
thermus profundus 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Loktanella 
8 Loktanella 
obacteraceae; 


Sporosarcina 
6 Paenisporosarcina 
Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Sterolibacterium 

8 Sterolibacterium 

yclaceae; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Paracoccus 
4 2159597 Paracoccus 


; Rhodobacteraceae; 


ref|NR_025167.1 
2229404 223086 


Laribacter 
2 Laribacter 


571186 Bacteria_ 


strain ICPB 3636 
Proteobacteria; 


571186 Bacteria_ 
thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 
571186 Bacteria_ 


strain LBB1 16S 


16S 2265856 2265779 8 85 gi 
Betaproteobacteria; Neisseriales; Neiss 
16S 2336932 2336863 16 85 gi 
n ALG 1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
rs 
16S 


r 


2341443 2341374 16 85 
ibosomal RNA, partial sequence 


gi 


er 


ue 
ia 


219857556 
16S ribosomal RNA, partial sequence 2264632 22660 


iaceae; 


219857504 


nce 
Rhodob 


, 


219857501 
2340265 23417 


ref|NR_025144.1| Simonsiella muelleri 
96 Simonsiella muelleri Bacteria; 
Simonsiella. 
ref|NR_025092.1 
2335756 233710 
acterales; Rhodo 


Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


ref|NR_025089.1| Rhodobaca bogoriensis 
21 Rhodobaca bogoriensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

571186 Bacteria_16S 2379383 23793045 84 gi|219857474|ref|NR_025062.1| Mycoplasma 
columbinasale strain 694 16S ribosomal RNA, partial sequence 2378183 2379640 Mycoplasma 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

571186 Bacteria_16S 2403647 2403578 16 85 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

571186 Bacteria_16S 2499048 2498971 8 85 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 


strain 3CB-1 16S 
Proteobacteria; 


571186 Bacteria_ 


strain MF63 16S 
Proteobacteria; 


571186 Bacteria_ 


hyointestinalis 


Bacteria; 


571186 Bacteria_ 
strain CVL 16S ri 


Proteobacteria; 


571186 Bacteria_ 


strain CKB 16S r 
Proteobacteria; 


571186 Bacteria_ 


strain BS5-8 16S 
Proteobacteria; 


571186 Bacteria_ 


6a3 16S ribosoma 
Betaproteobacter 


571186 Bacteria_ 


strain VB32 16S 
Proteobacteria; 


571186 Bacteria_ 


strain SWub3 16S 
Proteobacteria; 


571186 Bacteria_ 


subterraneus str 
Bacteria; Proteo 


571186 Bacteria_ 


juripiscarius st 
juripiscarius Ba 


571186 Bacteria_ 


desulfurans stra 
desulfurans Bact 


571186 Bacteria_ 


halophilum strai 
halophilum Bacte 


571186 Bacteria_ 


strain CreCitl 1 
Proteobacteria; 


571186 Bacteria_ 


amylolytica stra 
amylolytica Bact 
Succinimonas. 


571186 Bacteria_ 


strain AX39 16S 
Proteobacteria; 


571186 Bacteria_ 


Campylobacter hyointestinalis subsp. 
Campylobacterales 
571186 Bacteria_ 
burkinensis strai 
Proteob 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 
16S 2500585 2500508 8 85 
ribosomal RNA, partial sequence 


Rhod 
gi 


Oc 


2497830 24993 


yclaceae 


219857382 
2499368 25008 


17 Thauera chlorobenzoica Bacteria; 
; Thauera. 
ref|NR_024970.1| Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
16S 2526386 2526317 15 84 gi|219857360|ref|NR_024948.1| Campylobacter 
subsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 


; Campylobacteraceae; Campylobacter. 
16S 2606972 2606895 7 84 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
16S 2614712 2614643 15 84 gi 
bosomal RNA, partial sequence 


ne 


ib 
219857256 
2613469 26150 


219857264 


e 26057 


rionales; 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 


Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

16S 2619397 2619320 8 85 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
ibosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

16S 2649946 2649869 8 85 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 

Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

16S 2651449 2651372 8 85 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
1 RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 


ia; 
16S 


Rhodocyclales; Rhodocyclaceae; Azos 
2652978 2652901 8 85 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 
16S 2654464 2654387 8 85 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhod 
16S 2675446 2675369 8 85 gi 
ain C55 16S ribosomal RNA, partial sequ 
bacteria; Betaproteobacteria; Thiobacte 
16S 2679938 2679869 16 85 gi 
rain IS40-3 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Bacilla 
16S 2703921 2703840 3 84 gi 
in St55B 16S ribosomal RNA, partial seq 
eria; Deinococcus-Thermus; Deinococci; 
16S 2878038 2877969 16 85 gi 
n DSM4771 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Bacillacea 
16S 3054216 3054139 8 85 gi 
6S ribosomal RNA, partial sequence 


Rhod 
gi 


pi 


Oc 


Oc 


en 
r. 


se 
ce 


ue 
Th 


qu 
e; 


ra. 


219857223 
2651733 26532 


yclaceae 


219857222 
2653267 26546 


yclaceae 


219857206 


ce 26742 


219857203 


quence 
ae; Lent 


219857186 


nce 
ermales; 


219856873 


ence 
Salimic 


219846886 
3052993 30544 


Betaproteobacteria; Neisseriales; Neisseriaceae; 

16S 3058807 3058738 16 85 gi| 219846883 
in DSM 2873 16S ribosomal RNA, partial sequence 

eria; Proteobacteria; Gammaproteobacteria; Aeromo 
16S 3060312 3060235 8 85 gi|219846882 
ribosomal RNA, partial sequence 3059104 30605 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
16S 3061853 3061776 8 85 gi| 219846881 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


ref|NR_024851.1| Azoarcus indigens 

16 Azoarcus indigens Bacteria; 

; Azoarcus. 

ref|NR_024850.1| Azoarcus communis 

16 Azoarcus communis Bacteria; 

; Azoarcus. 

ref |NR_024834.1| Thiobacter 

15 2675666 Thiobacter subterraneus 

ref |NR_024831.1| Lentibacillus 
2678696 2680219 Lentibacillus 

ibacillus. 

ref|NR_024814.1| Oceanithermus 
2702689 2704071 Oceanithermus 

Thermaceae; Oceanithermus. 

ref|NR_024692.1| Salimicrobium 
2876799 2878315 Salimicrobium 

robium. 

ref|NR_026478.1| Formivibrio citricus 


82 Formivibrio citricus Bacteria; 
Formivibrio. 


ref|NR_026475.1| Succinimonas 
3057592 3059053 Succinimonas 

nadales; Succinivibrionaceae; 

ref|NR_026474.1| Thauera selenatis 

94 Thauera selenatis Bacteria; 

; Thauera. 

ref|NR_026473.1| Thauera 


3060645 3062135 Thauera 


571186 Bacteria_16S 
mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 
571186 Bacteria_16S 
pantotrophus stra 
pantotrophus Bact 
Paracoccus. 
571186 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Paracoccus. 
571186 Bacteria_16S 


confusum strain DMMZ 2439 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 


confusum Bacteria; 


Corynebacteriacea 
571186 Bacteria_16S 
strain DSM 12081 
Proteobacteria; B 
571186 Bacteria_16S 
strain A901/1 16S 


571186 Bacteria_16S 
pontiacus ChLG-10 
Bacteria; Proteob 
571186 Bacteria_16S 
heliothermus stra 
heliothermus Bact 
Antarctobacter. 
571186 Bacteria_16S 
magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 
571186 Bacteria_16S 
strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 
571186 Bacteria_16S 
hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovibrio. 
571186 Bacteria_16S 
strain LLAP12 16S 
Bacteria; Proteob 
571186 Bacteria_16S 
strain DSM 20748 
Firmicutes; Bacil 
571186 Bacteria_16S 
lacunarum strain 
lacunarum Bacteria; 
571186 Bacteria_16S 
pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 
571186 Bacteria_16S 
strain 106 16S ri 
Proteobacteria; B 
571186 Bacteria_16S 
strain NCTC 83785 
Bacteria; Proteob 
571186 Bacteria_16S 
succiniciproducen 
succiniciproducen 
Anaerobiospirillum. 
571186 Bacteria_16S 
tamworthensis str 
tamworthensis Bac 
Amaricoccus. 
571186 Bacteria_16S 
psychrotropica st 


eria; 


571186 Bacteria_16S 


16S rib 
etaprot 


16S ri 
acteria 


in EL-2 


lales; 


s Bacteria; 


3063340 3063271 15 


ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


3085863 3085794 16 


in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


3087308 3087239 16 


ain 381 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobact 


3097879 3097810 16 


3114276 3114199 8 
osomal RNA, 
eobacteria; 
3135244 3135175 16 


ribosomal RNA, partial 
Proteobacteria; Alphapro 


teobacteria; 
3144321 3144252 15 
bosomal 


3162649 3162580 15 
19 16S ribosomal 
P 


3199279 3199210 16 


train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


3224906 3224837 16 


A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3244664 3244599 16 


train Z-7935 16S ribosomal RNA, partia 
acteria; 


Proteobacteria; 


3267147 3267078 16 


ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 


3363182 3363113 16 


16S ribosomal RNA, partial sequence 3361953 33634 
Salimicrobium. 


Bacillaceae; 
3373690 3373622 16 


DSM 6640 16S ribosomal RNA, partial se 
Firmicutes; 


3435173 3435104 16 


CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


3556957 3556880 8 


bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 


3628030 3627953 8 


16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 


3634182 3634113 16 


s strain S411 16S ribosomal RNA, parti 
Proteobacteria; 


3655576 3655507 16 


ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


3663257 3663188 16 


rain ACAM 179 16S ribosomal RNA, parti 
psychrotropica Bacteria; 


Proteobacteria; 
3680069 3680000 16 


complete sequence 
Rhodocyclales; 


Rhodobacterales; 
RNA, partial sequence 


; Alphaproteobacteria; Rhodobac 


roteobacteria; Alphaproteobacte 


Clostridia; 


84 219846880 
sequence 


eria; 


gi 


85 219846865 
al sequenc 


ria; Rhodo 


gi 


85 gi| 219846864 


eria; 


85 219846857 
quence 


tinomyceta 


gi 


85 219846846 


31130 


gi 


Rhodoc 
gi|219846832 
3134094 31355 
Rhodobacter 
gi|219846826 
31431 
terales; 
219846814 
equence 
ria; Rhodo 


85 
sequence 


84 


84 gi 
RNA, partial s 


85 219846789 
ial sequen 


cteria; Rh 


gi 


85 219846771 
32236 


Acti 


gi 


ales; 


81 219846758 
1 sequence 
cteria; De 


gi 
Deltaproteoba 

85 gi| 219846743 
3265947 32672 
lales; Leg 


85 219846675 


gi 


84 219846668 
quence 
ales; Halo 
219846620 
quence 


inomycetal 


gi 


Halanaerobi 
85 gi 


85 gi| 219846538 
3555718 35572 
yclaceae 
219846487 
36267 
les; Neiss 
219846483 
al sequenc 
obacteria; 


85 gi 


85 gi 
Gammaprote 


85 219846468 
sequence 


eria; Rhod 


gi 


85 219846463 
al sequenc 


teria; Alt 


gi 


Gammaproteobac 


Rhodobac 


Rhodobac 


yclaceae; 


Rhodo 


NR_026472.1 
0 
terales; O° 
ref|NR_026457.1 
e 3084717 308611 
bacterales; Rho 


NR_026456.1 
5 
terales; ° 
NR_026449.1 
3096668 309807 
les; Corynebacte 


ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026424.1 


aceae; Paracoccu 
ref|NR_026418.1 
69 3144565 Sulfit 

bacteraceae; 
NR_026406.1 
161511 316291 
bacterales; Rhod 


ref 


w 


ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref|NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


ref|NR_026350.1 
3243444 324494 
sulfovibrionales 
ref|NR_026335.1 
ionellaceae; Leg 


ref |NR_026267.1 
41 Salimicrobium 


ref |NR_026260.1 
3372496 337395 
bacteroidaceae; 
ref |NR_026212.1 
3433993 343537 
es; Corynebacter 


ref|NR_026130.1 


+ Zoogloea. 
ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_026060.1 
3654403 365582 
obacterales; Rho 


ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 


85 gi|219846451 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Paracoccus 
1 Paracoccus 


dobacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Corynebacterium 
1 Corynebacterium 


rineae; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 

Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 

obacteraceae; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


, 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Salimicrobium album 
album Bacteria; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Corynebacterium 
3 Corynebacterium 
ineae; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 
Anaerobiospirillum 

8 Anaerobiospirillum 
Succinivibrionaceae; 


Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Colwellia 
6 Colwellia 


lwelliaceae; Colwellia. 


ref|NR_026042.1 
3678896 368032 


Rickettsia 
3 Rickettsia 


aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


Rickettsia; spott 


571186 Bacteria_16S 


strain E-37 16S r 


ed fever group. 
3717555 3717486 15 


3789263 3789194 15 


AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


helveticus strain 
Bacteria; Proteob 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 


571186 Bacteria_16S 


strain ATCC VR-61 
Bacteria; Proteob 
spotted fever gro 


571186 Bacteria_16S 


strain Td-21 16S 
Proteobacteria; B 


strain CDC 8142 1 
Proteobacteria; B 


stercoraria strai 
stercoraria Bacte 


3808875 3808806 15 


3846933 3846864 16 


ed fever group. 
3848423 3848354 16 


up. 
3855997 3855920 8 


3875815 3875738 8 


3888273 3888196 8 


3889810 3889733 8 


84 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
571186 Bacteria_16S 


84 


3788062 3789489 Ehrlichia 
ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 
571186 Bacteria_16S 
D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campyl 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
571186 Bacteria_16S 
in 3-7-6 16S ribosomal RNA, 


84 


85 


gi|219846425 
3716418 37177 


gi|219846371 


gi|219846357 


gi| 219846331 


complete sequence 


eria; Proteobacteria; Alphaproteobacteria; 


85 


1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rickettsiales; 


85 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
571186 Bacteria_16S 


85 


85 


85 


gi| 219846330 


gi|219846325 
3854781 38562 


gi| 219846312 


6S ribosomal RNA, partial sequence 3874615 38761 
etaproteobacteria; Neisseriales; Neisseriaceae; 

571186 Bacteria_16S 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteria; 
571186 Bacteria_16S 
strain N 155 16S ribosomal RNA, partial sequence 


gi| 219846304 


gi| 219846302 
3888563 38900 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


571186 Bacteria_16S 


3891347 3891270 8 


UB-38 16S ribosomal RNA, partial sequence 


Paracoccus. 


571186 Bacteria_16S 


strain DM-82 16S 


strain NCIMB 1176 
Bacteria; Proteob 


3936912 3936843 16 


3938346 3938277 16 


3969521 3969452 16 


3978250 3978181 16 


85 


3890099 3891585 Kingella 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 
571186 Bacteria_16S 
thiocyanatus strain THI 011 16S ribosomal RNA, partial 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; 


85 


85 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
571186 Bacteria_16S 


85 


2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 
571186 Bacteria_16S 


85 


gi| 219846301 


219846268 
sequence 


gi 


gi|219846267 
3937190 39385 


219846246 
39683 


gi 


gi|219846240 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 


centenum Bacteria 
Rhodospirillum. 


571186 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; Sp 


571186 Bacteria_16S 
in BH030062 16S ribosomal RNA, partial sequence 
Bacillaceae; 


chungwhensis stra 
chungwhensis Bact 


571186 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


tainanensis strai 
Bacteria; Proteob 


571186 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


3979561 3979493 15 


hingobacteria; 
4004813 4004744 16 


Firmicutes; 
4033622 4033545 8 


eria; 


4101452 4101375 8 

n $1 16S ribosomal RNA, 
acteria; 
4122763 4122686 8 
strain 


Bacteria; Proteobacteria; 


571186 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


4167329 4167260 15 
KMM 358 


571186 Bacteria_16S 


4168811 4168742 15 


Bacillales; 


83 


16S ribosomal RNA, partial sequence 


85 


85 


53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
571186 Bacteria_16S 


85 


complete sequence 
Betaproteobacteria; Neisseriales; 


85 


84 


4 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 


84 


; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


219846239 
39784 


gi 


Sphingobacteriales; Flexibacterac 


gi|219846222 
Ponti 
219846201 
40324 
Glyc 
219846152 
41002 
Neiss 
219846135 


gi 


gi 


gi 


4BON 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi|219846102 


Rhodobac 


219846101 


gi 


Rickettsiales; 


partial sequence 
Neisseriales; 


Rhodobacterales; 


Rhodocyclales; 


ref|NR_026016.1 


3845748 384718 


ref |NR_025920.1 


Ric 


ref|NR_025915.1 
Azoarcus. 
ref |NR_025902.1 
Neisseria. 
ref |NR_025894.1 
388702 
Neisseria 
ref |NR_025892.1 
Neisseria. 
ref|NR_025891.1 
oralis Bacte 


ref|NR_025858.1 
3935756 393713 


ref|NR_025857.1 
Paracoccu 
ref|NR_025836.1 
66 3969766 Phaeos 


ref |NR_025830.1 
3977072 397838 
Rhodosp 


ref |NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref|NR_025812.1 

4003594 400502 
bacillus. 
ref|NR_025791.1 


omycineae; Glyco 
ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025725.1 
4121524 412305 
Rho 


ref |NR_025692.1 
166170 416759 


terales; Rhodoba 


i 


ref 


Rickettsiaceae; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 


Sagittula. 
ref|NR_025962.1| Ehrlichia muris strain 
muris Bacteria; Proteobacteria; 
ref|NR_025948.1|] Campylobacter 
obacter helveticus 
Campylobacter. 
ref|NR_025921.1| Rickettsia 


7 Rickettsia 
Rickettsieae; 


Rickettsia montanensis 


3847238 3848677 Rickettsia montanensis 
Rickettsiaceae; 


kettsieae; Rickettsia; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Kingella oralis strain 
ria; Proteobacteria; 


Paracoccus 
9 Paracoccus 


Rhodobacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Phaeospirillum fulvum 
pirillum fulvum 


Rhodospirillaceae; Phaeospirillum. 


Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Pontibacillus 
0 Pontibacillus 


Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 


mycetaceae; Glycomyces. 
Chitinibacter 

ibacter tainanensis 
ibacter. 

Petrobacter 

2 Petrobacter 
docyclaceae; 


Sulfitobacter 
8 Sulfitobacter 


cteraceae; 


Sulfitobacter dubius 


NR_025691.1 


strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitoba 


cter. 


CAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCT 
CTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATT 
CCACGAGTTCCGTGCCGCAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGATGGTTGCCCCGCAAGGTCGGTGTACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCGGGTCATGCCGGGGACTCATAGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATA 
CCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTCCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACTCNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGAACGAACGCTGGCGGCGCGCCTAATACATGCAAGTCGAGCGAGAAGGCGTAGCAATACGCTTGTAAAG 
CGGCGAACGGGTGAGGAATACATGGGTAACCTACCCTTGAGTGGGGAATAACCAGCCGAAAGGTTGGCTAATACCGCATACGATTCCCGGACTGCGGTTCGGGAA 
AGAAAGCGTTACCGTGGGTAGCGCGCTCTTGGATGGGCTCATGTCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCTTCGACGGGTAGCTGGTCTGAGA 
GGACGATCAGCCACACTGGCACTGCGACACGGGCCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGT 
GGGGGATGAAGGTCTTCGGATTGTAAACCCTTTCGGGAGGGAAGATGGAACGGGTAACCGTTCGGACGGTACCTCCAGAAGCAGCCACGGCTAACTTCGTGCCAG 
CAGCCGCGGTAATACGAAGGTGGCAAGCGTTGTTCGGATTCACTGGGCGTACAGGGAGCGTAGGCGGTTGGGTAAGCCCTCCGTGAAATCTCCGGGCCTAACCCG 
GAAAGTGCAGAGGGGACTGCTCGGCTTGAGGATGGGAGAGGAGCGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAAGGCCGGTGGCGAAGG 
CGGCGCTCTGGAACATTTCTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCTTAAACTATGGATACTAAGTGTCGG 
CGGGTTACCGCCGGTGCCGCAGCTAACGCAGTAAGTATCCCGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCCAGGCTGGACATGCACGTAGTAGGAGGATGAAAGTCCGACGAGGTAGCAATACCAGCGTGCTCA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCTTCAGTTGCCACCGGGTCATGCCGGGAACTCT 
GGAGAGACTGCCCAGGAGAACGGGGAGGAAGGTGGGGATGACGTCAAGTCAGCATGGCCTTTATGCCTGGGGCCACACACGTGCTACAATGGCCGGCACAAAGAG 
CTGCAAACCCGTGAGGGGGAGCCAATCTCAAAAAACCGGCCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGGCGGAATCGCTAGTAATCGCGGATCA 
GCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTTGTTGTACCTGAAGTCGTCGACGCCAACCGCAAGGGGGCAGGCG 
CCCACGGTATGACCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTAGCTTGCTGGGTGGATGA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCTTCTTTGGGATAACGCCCGGAAATGGGTGCTAATACTGGATATTCACTGGTCTTCGCATGGGGGTT 
GGTGGAAAGGGTTTTTCTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGA 
CCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGA 
TGGAGGCCTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCAACTGTGGGTTGTGGTGAGGGTAGTGGGTAAAGAAGCGCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTGGTCGCGTCTGTCGTGAAATCCTCTGGCTTAACTGGGG 
GCGTGCGGTGGGTACGGGCTGGCTTGAGTGCGGTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCG 
GGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGG 
CCACCCGTGGTTTCTGCGCCGTAGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCGCCCTGGGCGTGCGGAGACGTGCGTGCATTTGGTTGGGGGTGTGCAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCACGTTGTGGTGGGGACTCGTG 
GGGGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGTTGGTACAGAGGGTT 
GCGATATCGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGT TGGTAACACCCGAAGCCCATGGCCTAACCCGGTTTTTGCTNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCAGGCTAACACATGCAAGTCGAGCGGTAACNNNAGTAGCTTGCTACTTTGCTGACGAG 
CGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCG 
GCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCG 
GGTTGTAAAGCACTTTCAGTCAGGAGGAAAGNTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTG 
CATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCAC 
CTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTC 
GGCTCTGTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACT 
GCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACT 
CGCGAGAGTAAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGATAGTCTAACCCTCGGGAGGANNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTACAGGCTTAACACATGCAAGTCGAGGGGCAGCATGGCGGATGCTTGCATCTGCCGATGGCGACCGGCG 
CACGGGTGAGTAACGCGTATCCAACCTACCTTCAAGCAGGGGACAATCCGTAGAAATGCGGTCTGATACCCTATGTATTCCAACGAGGTCCTCCGTGTTGGAAGA 
AAGGTTTATCCGCTTGTTGATGGGGATGCGTCCGATTAGCTTGTTGGCGGGGCAACGGCCCACCAAGGCAACGATCGGTAGGGGTTCTGAGAGGAAGGTCCCCCA 
CACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC 
CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGCGCCACGTGTGGTGTTTTGCAGGTACCGTATGAATAAGGACCGGCTAATTCCGTGCCAGCAGCCGC 
GGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGCATGTCAAGCGTGTTGTGAAATGCAGGTGCTCAACACCTGGATTG 
CAGCGCGAACTGTCGTGCTTGAGTGTGCGCAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACCCCGATTGCGAAGGCAGCTGA 
CGGGAGCATAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTAGTCCGCACGGTAAACGATGGATGCCCGCCGTCCGCCCTTTT 
ATTGGGCGTGTGGCCAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAAC 
ATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAATTGCAGAGGAACGATCCAGAGATGGTGAGGCCCTTCGGGGCTTCTGCGAAGGTGCTGC 
ATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTCAAGTGCCATAACGAGCGCAACCCCTCTCCGCAGTTGCCATCGGGTCATGCCGGGCACTCTGTGGACAC 
TGCCGCCGCAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGGGGGCACAGCAAGCCGGCCGC 
GTGCAAACGCGGTCCAATCCTGAAATCCCCCCTCAGTTCGGACTGGGGTCTGCAACCCGACCCCACGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCG 
CGGTGAATACGTNCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGTGCCTGAAGTCCGTGACCGGAAGGATCGGCCTAGGGCAAAACTGGTG 
ATTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAGTTTGATCCTGGCTC 
AGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCAAGGGTCATTTCGGTGACACTGGCGCACGGGTGAGTAACACGTGGATAATCTACCTTTAAGCCTGGG 
ACAACAGTTGGAAACGACTGCTAATACCGGATACGCACTCCGGTGGAAAGATGGTTTCGCCCATTGCTTATAGATGAGTCCGCGCATGATTAGCTAGTTGGCGGG 
GTAAGGGCCCACCAAGGCGAAGATCATTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGACAGCAGTGGGGAA 
TATTGCGCAATGGACGTAAGTCTGACGCAGCAACGCCGCGTGGATGATGAAGGTCTTCGGATCGTAAAGTCCTTTAGATGGTGAAGAACCGATGTGAGAGGAAAT 
GCTCATATCCTGACGGTAGCCATAGAATAAGCTCCGGCTAAATCCGTGCCAGCAGCCGCGGTAATACGGGTGGAGCGAGCGTTGTCCGGAATTATTGGGCGTAAA 
GGGTGCGTAGGCGGTTTTTTAAGTCTGCATTGTAAGTTCAGTGCTTAACGCTGAAATTGGTGCGGAAACTGGAAGACTAGAGTACTGTAGGGGAAAGCGGAATGT 
CCGGTGTAGCAGTGAAATGCGTAGAGATCGGATGGAACACCGAAAGCGAAGGCAGCTTTCTGGGCAGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACA 


571186 Bacteria_16S 
salicampi strain SF-20 16S ribosomal RNA, partial seque 
Firmicutes; 
571186 Bacteria_16S 

methylohalidivorans strain MB2 16S ribosomal RNA, parti 


Bacteria; 


4209830 4209761 16 85 gi 
Lentibac 


gi 


Bacillales; Bacillaceae; 
4232630 4232561 15 84 


219846069 
nce 42085 
illus. 

219846047 


ref 
91 4210111 Lentib 


ref 
al sequence 4231451 42328 


NR_025659.1 


NR_025637.1 
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Lentibacillus 
acillus salicampi 


Leisingera 
1 Leisingera 


methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

571186 Bacteria_16S 88742 88678 16 80 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
571186 Bacteria_16S 149716 149648 16 84 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

571186 Bacteria_16S 186452 186384 16 84 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

571186 Bacteria_16S 255431 255363 15 83 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

571186 Bacteria_16S 296261 296193 16 84 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

571186 Bacteria_16S 315977 315909 16 84 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

571186 Bacteria_16S 353983. 353915 15 83 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

571186 Bacteria_16S 355442 355374 15 83 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

571186 Bacteria_16S 365879 365811 16 84 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

571186 Bacteria_16S 383990 383922 15 83 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 


strain PL7HG1 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
571186 Bacteria_16S 
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rudongensis strai 
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yuanmingense strain BO71 16S ribosomal RNA, partial sequence 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 
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571186 Bacteria_16S 
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strain NF11 16S ribosomal RNA, partial sequence 
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ref 


gi|219878319 
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16S ribosomal RNA, partial sequence 1932811 19342 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
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strain 7d 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
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34632 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
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ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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gi|219857585 
2220358 22217 


gi] 219857529 


2300928 2302353 Afipi 


85 


strain PG15 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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87 


gi|219857478 
2372144 23736 
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cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 
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Firmicutes; Clostridi 
2568493 2568425 15 
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83 


strain AN1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
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gi| 219857289 
2567339 25687 


gi|219857238 
2630432 26317 


gi|219857178 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 


okhotskensis Bacteria; 
Psychrobacter. 
571186 Bacteria_16S 


lithotrophicum strain 42BKT 16S ribosomal RNA, partial 


Proteobacteria; 


2721895 2721827 16 


Gammaproteobacteria; 


84 


Pseud 


219857174 
sequence 


gi 


lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; S 


571186 Bacteria_16S 


cateniformis strain JCM 10604 16S ribosomal RNA, partial 


2818017 2817949 16 


84 


219856912 
sequence 


gi 


cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotric 


Coprobacillus. 
571186 Bacteria_16S 


carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 


2860829 2860761 15 


83 


gi|219856884 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 


ref 
41 Labrys monachus Bacteria; 
ae; 
ref 
1655822 16572 
obiales; 
ref 
55 Bacillus aeolius Bacteria; 


ref 
59 Cetobacterium 


ref 
00 Psychrobacter 
ae; Psychrobacter. 
ref 
41 Psychrobacter 
ae; Psychrobacter. 
ref 


NR_025581.1 


Labrys. 


NR_025576.1 


NR_025557.1 


NR_025533.1 


NR_025532.1 


NR_025531.1 


NR_025500.1 


Labrys monachus strain 


Ochrobactrum 


74 Ochrobactrum 
Brucellaceae; 


Ochrobactrum. 
Bacillus aeolius 


Cetobacterium somerae 
somerae Bacteria; 


Psychrobacter luti 
luti Bacteria; 


Psychrobacter fozii 
fozii Bacteria; 


Streptococcus 


1764167 1765501 Streptococcus 


Streptococcus. 


NR_025458.1 


Psychrobacter 


1824887 1826314 Psychrobacter 


nadales; 
ref 


NR_025457.1 


Moraxellaceae; 


Psychrobacter. 
Psychrobacter 


1826365 1827792 Psychrobacter 


Pseudomonadales; 


NR_025428.1 


Moraxellaceae; 


Psychrobacter. 
Chelatococcus 


1867493 1868858 Chelatococcus 


£ 


Desulfomicro 


f 


03 Psychrobacter 


ae; Psychrobacter. 


f 


£ 


41 Xanthobacter 


ae; Xanthobacter. 


£ 


a bi 


£ 


f 


£ 


£ 


f 


2714566 271605 
omon 


£ 


2720705 272211 
ulfu 


£ 


2816799 281828 
hale 


£ 


2429869 243135 
mino 


NR_025378.1 


biaceae; 


NR_025205.1 


NR_025177.1 


NR_025173.1 


NR_025117.1 


NR_025066.1 


NR_025025.1 


NR_024920.1 


Nitrobacter. 
NR_024866.1 


e; Methylarc 
NR_024806.1 


adales; 
NR_024802.1 


rovum. 
NR_024733.1 


NR_024703.1 
285967 


rgiae Bacteria; 


izobiales; Beijerinckiaceae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobium. 


Psychrobacter jeotgali 
jeotgali Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Xanthobacter viscosus 


viscosus Bacteria; 


Afipia birgiae strain 
Proteobacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Papillibacter 
9 Papillibacter 


coccaceae; Papillibacter. 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 
ae; 


Methylarcula terricola 


92 Methylarcula terricola Bacteria; 
acea 


ula. 
Psychrobacter 
7 Psychrobacter 


Moraxellaceae; 


Sulfurovum 
0 Sulfurovum 


Coprobacillus 
3 Coprobacillus 


s; Erysipelotrichaceae; 


Pseudomonas 
1 2861120 Pseudomonas 


carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 


571186 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


571186 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


571186 Bacteria_16S 


strain K 16S ribo 


571186 Bacteria_16S 


strain Ekho Lake- 


571186 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


571186 Bacteria_16S 


strain DSM 3963 1 
Deinococcus-Therm 


571186 Bacteria_16S 


strain NR-27 16S 


Bacteroidetes; Sp 


571186 Bacteria_16S 


2899234 28991545 85 gi 


3031294 3031226 16 84 
bosomal RNA, partial sequence 


gi 


n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3030089 30315 


219856857|ref|NR_024676.1| Micropruina 

nce 2898036 2899473 Micropruina glycogenica 
ales; Propionibacterineae; Nocardioidaceae; 
219846903|ref|NR_026495.1| Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

3072184 3072116 15 83 gi|219846874|ref|NR_026466.1| Methylocella palustris 

somal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

3164111 3164043 16 84 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 

172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

3168698 3168630 16 84 gi|219846809|ref|NR_026401.1| Deinococcus 
n DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
ria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

3171731 3171663 16 84 gi|219846807|ref|NR_026399.1| Deinococcus grandis 
6S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
us; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

3218841 3218773 15 83 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
hingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

3308308 3308240 15 83 gi|219846716|ref|NR_026308.1| Xanthobacter 
ain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 


autotrophicus str 
Bacteria; Proteob 


571186 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


571186 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


571186 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


571186 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


strain ATCC 29543 
Bacteria; Proteob 


571186 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


571186 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


571186 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


571186 Bacteria_16S 


strain BN 126 16S 
Proteobacteria; A 


571186 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


571186 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


571186 Bacteria_16S 


strain 34633 16S 
Proteobacteria; A 


571186 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; Sp 


571186 Bacteria_16S 


strain R18 16S ri 
Proteobacteria; A 


acteria; Alphaproteobacteria; Rhizobia 
3309770 3309702 15 83 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3500376 3500308 16 84 gi 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; 
3701068 3701000 15 83 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3783342 3783262 5 85 gi 
in LL2 16S ribosomal RNA, partial sequ 


3818159 3818091 16 84 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3869639 3869571 16 84 gi 
in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 
3885119 3885039 5 85 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3912711 3912643 15 83 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
3941244 3941176 15 83 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
4022935 4022867 16 84 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


4182697 4182629 16 84 gi 
n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 
4223566 4223498 15 83 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
4237154 4237086 15 83 gi 
ribosomal RNA, partial sequence 


571186 Bacteria_16S 


strain M6 16S rib 
Proteobacteria; A 


3308619 33100 


16S ribosomal RNA, partial sequence 3499171 35006 


3699882 37013 


utes; Mollicutes; Mycoplasmataceae; My 
571186 Bacteria_16S 


3883911 38853 


3940082 39414 


4222451 42238 


4235935 42373 


les; Xanth 
219846715 


obacterace 
219846576 


cterium. 
219846436 


219846375 
ence 37821 
coplasma. 

219846351 
38169 
obacterale 
219846316 
nce 38684 
obacterale 
219846306 


219846286 
uence 

eria; Rhiz 
219846265 


biaceae; A 
219846208 
equence 

ria; Pseud 


219846089 
sequence 
sobacteria 
219846056 


rhizobiace 
219846044 


obacteraceae; Xanthobacter. 
ref|NR_026307.1] Xanthobacter flavus 
30 Xanthobacter flavus Bacteria; 

ae; Xanthobacter 
ref |NR_026168.1 
73 Cetobacterium 


Cetobacterium ceti 
ceti Bacteria; 


ref|NR_026027.1] Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


Mycoplasma 
asma leopharyngis 


ref|NR_025966.1 
35 3783570 Mycopl 


ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref|NR_025906.1 
19 3869879 Arcoba 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Arcobacter 
cter nitrofigilis 
s; Campylobacteraceae; Arcobacter. 
ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


Agromonas 
7 Agromonas 


ref|NR_025876.1 
3911550 391285 

obiales; Bradyrhizobiaceae; Agromonas. 

ref|NR_025855.1| Rhodobium marinum 

71 Afifella marina Bacteria; 

fifella. 

ref|NR_025798.1 

4021723 402321 

omonadales; Mora 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Fusobacterium 
4 Fusobacterium 


ref|NR_025679.1 
181497 418295 
ceae; Fusobacterium. 
ref|NR_025646.1| Afipia massiliensis 
25 Afipia massiliensis Bacteria; 
ae; Afipia. 
ref|NR_025634.1| Aquiflexum balticum 
93 Aquiflexum balticum Bacteria; 
ceae; Aquiflexum. 
ref |NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 
Bartonella. 


rs 


hingobacteria; Sphingobacteriales; Cyclobacteria 
5761 5694 16 83 gi| 265679060 
bosomal RNA, partial sequence 4584 5982 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 
7222 7155 16 83 gi| 265679059 
osomal RNA, partial sequence 6033 7437 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 


ref|NR_029367.1| Bartonella taylorii 
Bartonella taylorii Bacteria; 
Bartonella. 


571186 Bacteria_16S 8680 8613 16 83 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

571186 Bacteria_16S 23889 23818 16 87 gi| 265679048 |ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 63316 63249 16 83 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
571186 Bacteria_16S 261307 261240 16 83 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
571186 Bacteria_16S 273399 273332 16 83 gi|265678878|ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

571186 Bacteria_16S 300728 300649 5 84 gi|265678860|ref|NR_029166.1| Mycoplasma 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

571186 Bacteria_16S 318931 318864 16 83 gi|265678848|ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
571186 Bacteria_16S 444241 444166 8 83 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
571186 Bacteria_16S 566602 566527 8 83 gi| 265678675 |ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

571186 Bacteria_16S 622435 622360 8 83 gi|265678637|ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

571186 Bacteria_16S 678685 678618 16 83 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

571186 Bacteria_16S 745187 745124 20 83 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

571186 Bacteria_16S 794751 794684 16 83 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
571186 Bacteria_16S 833133 833070 16 79 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

571186 Bacteria_16S 908877 908807 15 85 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

571186 Bacteria_16S 1025803 1025736 16 83 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 


strain SH22623 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
571186 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


571186 Bacteria_16S 


temperatum strain 
temperatum Bacter 


571186 Bacteria_16S 


AT1047 16S riboso 
Flavobacteria; Fl 


571186 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


571186 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


571186 Bacteria_16S 


strain SO2 16S ri 
Proteobacteria; A 


571186 Bacteria_16S 


strain USDA 9030 
Proteobacteria; A 


571186 Bacteria_16S 


S ribosomal RNA, partial sequence 
bi 
1233011 1232944 16 83 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1243608 1243541 16 83 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1273714 1273639 8 83 gi 
mal RNA, partial sequence 


qu 
ct 


qu 
a; 


bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1503860 1503793 16 83 gi 


bi 


lphaproteobacteria; Rhizobiales; Rhizobi 


1024681 10260 


aceae; 


219878271 


ence 
eria; 


219878114 


ence 


Rhizobi 
219846220 
1272544 1273908 Sejon 


avobacteriales; Flavobacteriaceae; Sejongia. 
1275136 1275061 8 83 gi|219846219 
ribosomal RNA, partial sequence 1273959 12753 
avobacteria; Flavobacteriales; Flavobacteriaceae 
1485882 1485815 16 83 gi| 219857250 

in A-1BS 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhizo 
1487395 1487328 16 83 gi| 219857235 


1486230 14876 


aceae; 


219846475 
16S ribosomal RNA, partial sequence 1502684 15041 


aceae; 


1515839 1515772 16 83 gi 


219878113 


R 


Rh 


R 


R 


hizobium/Agrobac 
ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref|NR_025810.1 
gia jeonii Bacte 


hizo 
ref 


bium/Agrobac 
NR_026067.1 


hizobium/Agrobac 


septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 

Sejongia jeonii strain 

ria; Bacteroidetes; 


ref|NR_025809.1| Sejongia antarctica 

12 Sejongia antarctica Bacteria; 

; Sejongia. 

ref|NR_024880.1| Mesorhizobium 
1484704 1486179 Mesorhizobium 

biales; Phyllobacteriaceae; 

ref |NR_024863.1| Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 


ref |NR_025252.1 
1514694 151610 


Mesorhizobium 
8 Mesorhizobium 


septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Mesorhizobium. 


571186 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


571186 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


571186 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


571186 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


571186 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


571186 Bacteria_16S 


strain NNO15860 1 
Bacteroidetes; Fl 


571186 Bacteria_16S 


strain IBS 506 16 
Proteobacteria; A 


571186 Bacteria_16S 


strain IBS 382 16 
Proteobacteria; A 


571186 Bacteria_16S 
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Flavobacteria; Fl 


571186 Bacteria_16S 
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Nitratireductor. 


571186 Bacteria_16S 
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Proteobacteria; A 


571186 Bacteria_16S 


strain ALC-2 16S 
Proteobacteria; A 


571186 Bacteria_16S 


strain MK405 16S 
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571186 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


571186 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


571186 Bacteria_16S 


strain H831 16S r 
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571186 Bacteria_16S 


strain 1340 16S r 
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571186 Bacteria_16S 


strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


571186 Bacteria_16S 
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Tenericutes; Moll 


571186 Bacteria_16S 


strain 91-4 16S r 
Proteobacteria; A 


571186 Bacteria_16S 


strain IBS 193 16 
Proteobacteria; A 


1570177 1570110 16 83 gi 
n Sl 16S ribosomal RNA, partial sequen 
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S ribosomal RNA, partial sequence 
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S ribosomal RNA, partial sequence 
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ri 
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ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2151880 2151810 15 85 gi 
ribosomal RNA, partial sequence 
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ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2204903 2204824 5 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2206402 2206323 5 84 gi 
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2 16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
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Er 
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le 


2279643 2279564 5 84 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2296193 2296126 16 83 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2297659 2297592 16 83 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 


gi 


ne 


ne 
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219878148 


639 


eriaceae 


219878139 
2074760 20 


762 


llaceae; 


219878133 
2084014 20 


854 


llaceae; 


219878124 
somal RNA, partial sequence 2096154 2097581 Me 


son 
ia. 


219878123 


nce 


a; Rhizo 


219857656 
2117441 21188 


ythrobac 


219857634 
2150729 21521 


ythrobac 


219857598 
2200688 22021 


219857596 
2203720 22051 


219857595 


ce 22052 
plasma. 


219857593 
2208244 22096 


219857588 
2215772 22172 


219857569 


22445 


s; Rhizo 


219857547 
2278443 22799 


219857533 
2295034 22964 


llaceae; 


219857532 
2296489 22979 


llaceae; 


2365821 2365742 5 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857483 
2364627 2366086 Mycoplasma elephantis Bacteria; 


Rhizobi 


Erysip 
219878272 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251. 

1579624 15810 


ales; Rhizobiac 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


6 
e 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref|NR_025386.1 
1920604 192206 
ales; Flavobacte 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Mesorhizobium 
izobium chacoense 
esorhizobium. 

Chryseobacterium 
1 Chryseobacterium 
riaceae; 


r 


ref|NR_025287.1| Cellulophaga fucicola 
37 Cellulophaga fucicola Bacteria; 

; Cellulophaga. 
ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 

Bartonella. 
ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 

Bartonella. 
ref|NR_025263.1 
ia algae Bacteri 


Mesonia algae strain 
a; Bacteroidetes; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


ref |NR_025262.1 
2097632 209908 
biales; Phylloba 


Erythrobacter flavus 
flavus Bacteria; 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythrobacter. 
ref|NR_025223.1| Porphyrobacter cryptus 
42 Porphyrobacter cryptus Bacteria; 
teraceae; Porphyrobacter. 
ref|NR_025186.1| Mycoplasma moatsii 

48 Mycoplasma moatsii Bacteria; 


ref|NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


ref|NR_025183.1| Mycoplasma 
20 2206668 Mycoplasma gallopavonis 
ref|NR_025181.1] Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


ref|NR_025135.1| Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 


ref|NR_025121.1| Bartonella bovis 

38 Bartonella bovis Bacteria; 
Bartonella. 

ref|NR_025120.1| Bartonella capreoli 
31 Bartonella capreoli Bacteria; 
Bartonella. 

ref|NR_025071.1| Mycoplasma elephantis 


571186 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


571186 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


571186 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


571186 Bacteria_16S 


strain IBS 325 16 


2367331 2367252 5 84 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2376361 2376282 5 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377875 2377796 5 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2396088 2396021 16 83 gi 
S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


571186 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


571186 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


571186 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


571186 Bacteria_16S 


strain C-29 16S r 


2426820 2426741 6 85 

ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
2481000 2480921 5 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490078 2489999 5 84 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2550096 2550029 16 83 gi 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


571186 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


571186 Bacteria_16S 


holothuriorum str 
holothuriorum Bac 
Salegentibacter. 


571186 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


571186 Bacteria_16S 


strain ORS 992 16 


2623909 2623842 16 83 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2691896 2691829 16 83 gi 
ain KMM 3524 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 


2994891 2994824 16 83 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 
3076647 3076580 16 83 

S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


571186 Bacteria_16S 


strain DSM 11603 


3106783 3106716 16 83 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


571186 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


571186 Bacteria_16S 


strain TagT2C 16S 


3132259 3132192 16 83 gi 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


3240118 3240051 16 83 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


571186 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


571186 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


571186 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


571186 Bacteria_16S 


strain LMG 7837 1 


3364700 3364633 17 84 gi 
SM 4136 16S ribosomal RNA, partial seq 
Verrucomicrobia; Verrucomicrobiae; V 


, 


3410142 3410075 16 83 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; Po 
3578056 3577989 16 83 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3604155 3604088 16 83 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Sinorhizobium. 


571186 Bacteria_16S 


strain USDA 1844 


3646401 3646334 16 83 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


571186 Bacteria_16S 


strain H152 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
571186 Bacteria_16S 
filamentus strain 215 16S ribosomal RNA, partial sequence 


Bacteria; Bactero 


3657056 3656989 16 83 
ibosomal RNA, partial sequence 


gi 


Rhizo 
gi 


3681574 3681507 16 83 


idetes; Flavobacteria; Flavobacteriale 


219857482 
quence 
lasmatacea 

219857476 


2375159 23766 


219857475 


2376676 23781 


219857463 


2394935 23963 


nellaceae; 
219857441 


2425586 24269 


219857396 


2479798 24812 


219857390 


2488881 24903 


219857344 


2548929 25503 


nellaceae; 
219857249 

26227 
les; Phyll 
219857195 
1 sequence 
lavobacter 


219846927 
quence 
ia; Rhizob 


v 


219846871 


3075492 30769 


biaceae; R 
219846851 


16S ribosomal RNA, partial sequence 3105629 31070 


obacteriac 
219846834 
sequence 
ia; Rhizob 


’ 


219846761 


3238968 32403 


obacterace 
219846674 

uence 

errucomicr 


219846638 
34089 
rphyromona 
219846524 
nce 35769 
les; Brady 
219846504 


6S ribosomal RNA, partial sequence 3602996 36044 


biaceae; S 


219846474 


16S ribosomal RNA, partial sequence 3645244 36466 


biaceae; R 
219846467 


3655877 36573 


biaceae; R 
219846450 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025064.1 


Mycoplasma 
6 Mycoplasma 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


ref|NR_025063.1 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


ref|NR_025051.1 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


tonella. 
NR_025029.1 


Bar 
ref 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


ref|NR_024984.1 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


ref |NR_024978.1 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


ref |NR_024932.1 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Bartonella. 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024823.1 
2690706 269211 
iales; Flavobact 


ref|NR_026519.1 
2993732 299516 
iales; Rhizobiac 


ref|NR_026463.1 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Salegentibacter 
7 Salegentibacter 
eriaceae; 


Agrobacterium 
8 Agrobacterium 


eae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


hizobium/Agrobac 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


w 


ref |NR_026353.1 


terium group; Rhizobium. 
Aquamicrobium defluvii 
defluvii Bacteria; 
um. 
Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Xanthobacter tagetidis 


79 Xanthobacter tagetidis Bacteria; 


ae; Xanthobacter 
ref |NR_026266.1 

3363492 336498 
obiales; Verruco 


ref |NR_026230.1 
32 3410401 Porphy 
daceae; Porphyro 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026066.1 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Porphyromonas catoniae 
romonas catoniae 
monas. 
Blastobacter 
bacter capsulatus 
astobacter. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


hizo 
ref 


bium/Agrobac 
NR_026059.1 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


hizo 
ref 


bium/Agrobac 
NR_026041.1 


s; Flavoba 


cteriaceae; Pola 


terium group; Rhizobium. 
Polaribacter 


3680374 3681813 Polaribacter filamentus 


ribacter. 


571186 Bacteria_16S 


strain CNS 2-75 1 


fibrisolvens stra 
fibrisolvens Bact 


571186 Bacteria_16S 


franzmannii strai 
Bacteria; Bactero 


571186 Bacteria_16S 


strain UPM-Ca7 16 


salegens strain D 
salegens Bacteria 


571186 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


571186 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


571186 Bacteria_16S 


strain F9251 16S 


strain A417 16S r 
Tenericutes; Moll 


571186 Bacteria_16S 


canigenitalium st 
canigenitalium Ba 


571186 Bacteria_16S 


strain NZP 2213 
Proteobacteria; A 
571186 Bacteria_ 
strain gal 1261 1 
Proteobacteria; A 
571186 Bacteria 
strain KMM 6017 1 
Bacteroidetes; Sp 
571186 Bacteria_ 
strain KMM 6050 
Bacteroidetes; 

571186 Bacteria_ 
strain KMM 6020 
Bacteroidetes; 

571186 Bacteria 
strain KMM 6034 
Bacteroidetes; 


FL 


Fl 


FL 


571186 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


571186 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


571186 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


16S 


16S 


16S 


16S 


3684480 3684413 16 83 gi 
11 
3763807 3763740 17 84 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3793806 3793739 16 83 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3801312 3801245 16 83 gi 
S ribosomal RNA, partial sequence 


al 
ia 


nc 
S; 


ob 
3815080 3815013 16 83 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3833344 3833273 16 87 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
3868136 3868069 16 83 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3894390 3894323 16 83 gi 
ribosomal RNA, partial sequence 


ue 
ac 


’ 


R 


da 


ne 
3909699 3909632 16 83 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


gi 


3911228 3911161 16 83 gi| 219846287 |ref|NR_025877.1 
rain D6P-C 16S ribosomal RNA, partial sequence 3910020 391149 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

3968020 3967953 16 83 gi| 219846247 |ref|NR_025837.1 
6S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium 
lphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
16S 3980916 3980849 16 83 gi|219846238|ref|NR_025828.1 


6S ribosomal RNA, partial sequence 3979744 39812 


lphaproteobacteria; Rhizobiales; Rhizobi 


3985443 3985376 16 83 gi 
hingobacteria; Sphingobacteriales; Fla 
3986924 3986857 16 83 gi 


mm 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


3988401 3988334 16 83 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


3989879 3989812 16 83 
Flavobact 
gi 


avobacteria; Flavobacteriales; 


3991370 3991303 16 83 
avobacteriales; Flavobacteriaceae; Pib 
3992866 3992799 16 83 gi 
n KMM 6049 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 
3995805 3995735 15 85 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; 


OC 
se 


VO. 


Sphingomonadales; Er 


571186 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


571186 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


571186 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


571186 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


3998790 3998720 15 85 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 
ia 
4088144 4088077 16 


83 gi 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4107544 4107465 5 84 
ibosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
4115134 4115067 16 83 gi 
ct 


avobacteria; Flavobacteriales; Flavoba 


571186 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


219846448 
6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


571186 Bacteria_16S 219846390 


219846368 


219846362 
3800153 38015 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


571186 Bacteria_16S 219846353 


219846340 


219846317 


219846299 
3893217 38946 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
571186 Bacteria_16S 219846288 


3908492 39099 


219846235 
6S ribosomal RNA, partial sequence 3984248 39856 


219846234 
6S ribosomal RNA, partial sequence 3985718 39871 


219846233 
6S ribosomal RNA, partial sequence 3987206 39886 


219846232 
6S ribosomal RNA, partial sequence 3988683 39901 


219846231 
somal RNA, partial sequence 3990163 3991609 Piboc 


219846230 
219846228 
3994645 39960 


219846226 


219846161 
6S ribosomal RNA, partial sequence 4086933 40883 


219846148 
4106362 41078 


219846141 
6S ribosomal RNA, partial sequence 4113936 41153 


ref |NR_026039.1 


Ochrobactrum. 
ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025944.1 
3813879 381534 
; Flavobacteriac 
ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref|NR_025907.1 
93 3868368 Porphy: 
rphyromonas. 
ref|NR_025889.1 


aceae; 


sequenc 
les; Lac 


37926 
Flavoba 


e 


acteriac 


nce 
teriales 


38321 
uminococ 


38668 


ceae; Po 


tonella. 
NR_025878.1 


Bar 
ref 


llaceae; 


hizo 
ref 


R bium/Agrobac 


NR_025825.1 


aceae; 


eovirgac Roseivirga 


NR_025824.1 


eae; 
ref 


, Gr 
ref 


amella. 
NR_025823.1 


eriaceae 


, Aq 
ref 


uimarina. 
NR_025822.1 


eriaceae 


7 Gi 
ref 


ella 


llisia. 
NR_025821.1 
ponti Bacte 


eriaceae 


ella. 
ref|NR_025820.1 

3991660 399309 
les; Flavobacter 
ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref |NR_025816.1 
3997630 399906 
omonadales; Eryt 


quence 
bacteria 


ythrobac 


ence 
Sphing 


, 


ref|NR_025751.1 


; Maribacter. 
ref |NR_025738.1 
18 Acholeplasma 
Acholeplasma. 

ref|NR_025731.1 


eriaceae 


aceae; 


eriaceae; Ulvibacter. 


4193345 4193274 16 87 gi 
16S ribosomal RNA, partial sequence 


idetes; Bacteroidia; Bacteroidales; Bact 


219846080 


Ochrobactrum anthropi 


56 Ochrobactrum anthropi Bacteria; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Polaribacter 
bacter franzmannii 
ribacter. 
Mesorhizobium ciceri 
ciceri Bacteria; 
um. 
Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Ruminococcus bromii 
coccus bromii Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Mesorhizobium loti 
loti Bacteria; 

um. 

Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 

Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


ref|NR_025670.1 
4192139 4193621 Bacter 
eroidaceae; Bacteroides. 


Bacteroides capillosus 
oides capillosus 


571186 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


571186 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


571186 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


571186 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


571186 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


571186 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


571186 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


571186 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


571186 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


571186 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


571186 Bacteria_16S 


strain W1-2B 16S 
Proteobacteria; A 


571186 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


571186 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


571186 Bacteria_16S 


col 
Proteobacteria; 


16S ribosomal 
B 


571186 Bacteria_16S 


strain DSM 5901 1 
Proteobacteria; A 


571186 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


571186 Bacteria_16S 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


571186 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


571186 Bacteria_16S 


paraconglomeratum 
paraconglomeratum 
Dermabacteraceae; 


571186 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


571186 Bacteria_16S 


limicola strain G 
limicola Bacteria 


571186 Bacteria_16S 


strain ATCC 15253 
Proteobacteria; A 


262831 262761 15 
ain P 1 16S ribosomal RNA, 
teria; Actinobacteria; 
Rubrobacter. 

291678 291600 7 85 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
335976 335898 7 85 


85 gi 


gi 


gi 


acteria; Actinobacteridae; 
352522 352452 15 85 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
593587 593517 15 85 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
698275 698205 15 85 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
828468 828399 16 85 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
830044 829975 16 85 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
848300 848231 16 85 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1007588 1007510 7 85 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1069885 1069815 15 85 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1074295 1074225 15 85 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1142259 1142189 15 85 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


gi 


1180132 1180062 15 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1647872 1647802 15 85 gi 


85 gi 


lphaproteobacteria; Rhodospirillales; 
1649369 1649299 15 85 gi 


ia; Rhodospirillales; Acetobacteraceae 
1760804 1760726 7 85 gi 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


1762325 1762247 7 85 gi 
LMG 20336 16S ribosomal RNA, partial s 


1763847 1763769 7 85 gi 
strain LMG 19861 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Brachybacterium. 

1778789 1778711 7 85 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1830554 1830480 11 85 gi 
olChil 16S ribosomal RNA, complete seq 
Proteobacteria; Betaproteobacteria; 
2023929 2023859 15 85 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 


’ 


571186 Bacteria_16S 


2113994 2113924 15 85 gi 


complete se 
Rubrobacteridae; 


95 16S ribosomal RNA, partial sequence 
Bifidobacte 


a; Actinobacteria; Actinobacteridae; Act 


’ 


ce 


Sphingomonadales; 
265678584 


nce 


e 


nce 


ence 


Sphingomonadales; 
253680762 
quence 


eria; 


itros 


Ac 


, 
ue 


in 


eq 


ar 
ri 


al 
ci 


ue 


Rhodo 


aulob 


265678885 
quence 
Rubrobac 


265678866 
290399 29196 


265678834 


riales; 
265678823 
351363 35277 
biaceae; 
265678657 


terales; 
265678494 


Selenomon 
265678493 


Selenomon 
265678481 


terales; 
265678373 
1006359 10077 


265678331 
1068707 10701 
aulobacter 
265678328 


228717704 
1178919 1180416 Nitro 


219878444 
6S ribosomal RNA, partial sequence 1646706 16481 
etobacte 
219878443 
somal RNA, partial sequence 1648203 1649649 Stell 
Stella. 
219878365 
nce 
omycetal 


219878364 
uence 
inomycet 


219878363 
tial seq 
dae; 


219878351 
sequence 
llaceae; 
219878316 
nce 


219878180 


219857659 


33475 
Bi 


R 


59240 
69711 
c 
82720 


82878 


84713 
R 


10731 


Sphi 


omona 


Act 


cycla 


20227 
acter 


3 830273 Selen 
as. 
ref |NR_028784.1 
2 848491 Paraco 


fo} 


hodobacteraceae 
ref|NR_028675.1 


ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundi 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 


ref 
somo 
dace 
ref 


NR_027566.1 
nas eutropha 
ae; Nitrosom 
NR_025583.1 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


ref|NR_025504.1 

1759669 176107 
es; Micrococcine 
ref|NR_025503.1 

1761124 176259 
ales; Micrococci 
ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


ref|NR_025490.1 

1777548 177905 
Paenibacillus. 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 


ref|NR_029191.1] Rubrobacter 

261591 263140 Rubrobacter 
terales; Rubrobacterineae; 
ref|NR_029172.1| Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


ref|NR_029139.1| Bifidobacterium 

5 336267 Bifidobacterium subtile 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029128.1| Rhodobium orientis 
0 Rhodobium orientis Bacteria; 
hodobium. 

ref |NR_028962.1| Novosphingobium 

8 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 
ref|NR_028889.1| Brevundimonas 

8 698533 Brevundimonas aurantiaca 
aulobacteraceae; Brevundimonas. 
ref|NR_028797.1| Selenomonas infelix 
9 828732 Selenomonas infelix Bacteria; 
as. 

ref|NR_028796.1| Selenomonas noxia 


monas noxia Bacteria; 


Paracoccus 

ccus kondratievae 
Paracoccus. 

Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Brevundimonas nasdae 
nasdae Bacteria; 


monas. 


Novosphingobium 

hingobium tardaugens 

e; Novosphingobium. 
Sphingopyxis 

7 Sphingopyxis 

hingomonadaceae; 


Nitrosomonas eutropha 
C91 Bacteria; 

onas. 

Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Paenibacillus 
6 Paenibacillus 


Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 


ref|NR_025248.1 


Novosphingobium 


pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 


pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


571186 Bacteria_16S 


pantheris strain 


571186 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


571186 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


Sphingomonadales; Sphingomonadaceae; 


2197349 21972717 85 gi|219857601|ref|NR_025189.1]| Lactobacillus 
LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 

pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

2207918 2207848 15 85 gi|219857594|ref|NR_025182.1| Mycoplasma dispar 
ribosomal RNA, partial sequence 2206719 2208193 Mycoplasma dispar Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2250407 2250337 15 85 gi|219857566|ref|NR_025154.1| Fructobacillus 
DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
a; Firmicutes; Lactobacillales; Fructobacillus. 

2251932 2251862 15 85 gi|219857565|ref|NR_025153.1| Fructobacillus 


571186 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


571186 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


571186 Bacteria_16S 
train WW2-SN4a 16S ribosomal RNA, part 


olivapovliticus s 
olivapovliticus B 


571186 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


571186 Bacteria_16S 


caldilitoris stra 
caldilitoris Bact 


strain VPI-C6-61 
Firmicutes; Clost 


571186 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


571186 Bacteria_16S 


strain LS-13 16S 


Proteobacteria; G 


571186 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


571186 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


571186 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


571186 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


571186 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


571186 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


571186 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


571186 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


571186 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


FS-1 16S ribosomal RNA, partial sequen 


tes; Lactobacillales; Fructobacillus. 
2358163 2358085 7 85 gi 


16S ribosomal RNA, partial sequence 


2449406 2449328 7 85 gi 
acteria; Firmicutes; Lactobacillales; 
2646938 2646864 11 85 gi 


ia; Proteobacteria; Betaproteobacteria 
2690414 2690336 7 85 gi 
in IBSK3 16S ribosomal RNA, partial se 
2792478 2792408 15 


85 gi 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


571186 Bacteria_16S 


3975351 3975281 15 85 gi 


acteria; Actinobacteridae; Actinomycet 


asp 66 16S ribosomal RNA, partial seq 


eria; Aquificae; Aquificales; Aquifica 
571186 Bacteria_16S 


ce 


219857489 


ales; 
219857420 
ia 
Ca 
219857227 
uence 


La 
219857196 

quence 

ceae; 
219857122 


16S ribosomal RNA, partial sequence 2791299 27926 


3963836 39652 
yclaceae; 


oc 
219846242 


rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Rhizobium/Agrobac 


terium group; Agrobacterium. 


22507 


23569 
Prop 


1 sequen 
rnobacte 


Rhodocyc 


Hydr 


18 2252192 Fructobacillus ficulneus 


ref |NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Hydrogenivirga 
5 Hydrogenivirga 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref |NR_024824.1 

2689164 269065 
ogenivirga. 
ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 


ridia; Clostridiales; Lachnospiraceae; Coprococcus. 

2919214 2919144 15 85 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
rain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
cteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 

2991935 2991868 16 85 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

3055759 3055685 11 85 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
rain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
cteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

3165684 3165606 7 85 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

3238626 3238549 7 85 gi|219846762|ref|NR_026354.1| Desulfofustis 

PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
ia; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

3355355 33552777 85 gi|219846680|ref|NR_026272.1| Brachybacterium 
rain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Brachybacterium. 

3360042 3359964 7 85 gi|219846677|ref|NR_026269.1| Brachybacterium 
in CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Brachybacterium. 
3520060 3519990 14 84 gi|219846563|ref|NR_026155.1| Mycoplasma genitalium 
16S ribosomal RNA, partial sequence 3518849 3520338 Mycoplasma genitalium 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

3601114 3601036 7 85 gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum 
6S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
bacillales; Carnobacteriaceae; Dolosigranulum. 

3614733 3614655 7 85 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
bacillales; Carnobacteriaceae; Alloiococcus. 

3965052 3964978 11 85 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 
; Rhodocyclus. 
ref |NR_025832.1| Agrobacterium 

3974188 3975556 Agrobacterium 


GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGATGTTGGCGAGGTTACCTTGTCAGTGTCGGAGCTAACGCAATAAGCATCCCGCCTGGGGA 
GTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGTCTTGA 
CATCCCTTTGCTCGGTATAGAGATATATCTTTCCCTTCGGGGACAAGGGTGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCCTGCTATTAGTTGCCATCATTAAGTTGGGCACTCTAATGGGACAGCCGGAGTAATCCGGAGGAAGGTGGGGATGACGTCAAGTCATCA 
TGGCCCTTATGACCAGGGCTACACACGTGCTACAATGGCATGGACAAAGAGAAGCAAAGCCGCGAGGTGGAGCAAACCTCAAAAACCATGTCTTAGTTCGGATTG 
CAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCACACTGCGGTGATTACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAC 
GAAAGTCGGTTGTGCCAGAAGCGGATGACCGAATCGCAAGATAGGAATCTTCCAAGGCAGGACTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAA 
GGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTACTACGGAGAGTTTGATCCTGGCTCAGGGC 
GAACGCTGGCGGCGGGCCTAACACATGCAAGTCGTACGCGGGTTCTCCTTTCGGGAGAACTGCCGAGTGGCGAACGGGTGCGTAACGCGTAGGTAACCTGCCCTC 
GAGTGGGGGATAACTCCGGGAAACCGGGGCTAATACCGCATATTGTCCCGGGACCGCATGGCTCCGGGATGAAAGCCCTCTGGGCGCTCGAGGATGGGCCTGCGT 
CGGATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGCACTGAGACACGGGCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGCGAAAGCCTGACCCAGCCACGCCGCGTGGAGGATGAAGCTCTTCGGGGTGTAAACTCCTTTTCTGGGGGAA 
GAAATCCCGGCTCTGGTCGGGACTGACGGTACCCCAGGAATAAGCGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGCGCAAGCGTTGCCCGGAAT 
CACTGGGTGTAAAGGGTGCGTAGGCGGGGCTGTAAGTCAGAGGTGAAAGCCTCCGGCTCAACCGGAGAATTGCCTCTGATACTGCAGCTCTTGAGTCCCGGAGAG 
GCCGCTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGAGGCGAAGGCGGGCGGCTGGACGGGGACTGACGCTGAGGCACGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTCGGCGTTGCCGCCTTCGGGCGGCAGTGCCTAAGCTAACGCGGTAAGCAT 
CCCACCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGCTTAATTCGATGCTACGCGAGGAACCTT 
ACCTGGGCTCGAACACCACCGGACAGCCCCCGAAAGGGGGTCTCCCGCAAGGGCTGGTGGTGAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCCTACCGCCAGTTACCAGCGGGTAATGCCGGGGACTCTGGCGGGACTGCCTGCGCAAGCAGGAGGAAGGTGGGGATGACG 
TCAAGTCATCATGGCCCTTACGCCCAGGGCTGCACACGTGCTACAATGGCCGGTACAATGGGCAGCCACCCCGCGAGGGGGAGCGAATCCCTAAAGCCGGTCTCA 
GTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCCGGAATCGCTAGTAATCGCGCATCAGCTACGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCAACCCATGGGAGCCGGGGGCGCCCGAAGTCCGTGACCCAACCTGCTTCGGCGGGAGGGAGCGGCCTAAGGCGAACCCGGTGACTGGGGGTAAGTCGTAACA 
AGGTAGCCGTACGGGAACGTGCGGCTGGATCACCTCCTAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGG 
ATGAACTCTGACGGCGTGCTTAACACATGCAAGTCGAACGATGATCCGGTGCTTGCGCCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTNCCCT 
TGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTTTGTGGTTTTGGATGGACTCGCGGCC 
TATCAGCTTGTTGGTGGGGTAATGNCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGA 
AGCCCTCTTTGGGGGTGACGGTACTTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGC 
GTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGACCGGGGCTCAACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGG 
AATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGC 
GAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGNGACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAA 
GGCTTGACATGGACCGGAAAGACCTGGAAACAGGTGCCCCGCTTGCGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGTTCGGCCGGGGACTCATAGGAGACTGCCGGGGTCAANCTCGGAGGAAGGTGGGGACGACGTCAA 
ATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTT 
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CAACTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGTTCTGGGGGTTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTTCTGGATAACC 
GCTTGAAAGGGTGGCTAATACGGGATGTTTCTGGGTCTGTCGCATGGCGGGTTCGGGAAAGATGGCACTGTTTGGTGTTTTTGGTGGGGGATGGGCTCGCGGCCT 
ATCAGCTTGTTGGTGGGGTGATGGCCTGCCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGGGCGGTCACACTGGGACTGAGATACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGTCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCCAGTGAGGAA 
GGCCTTGCCCGTGTGGTGGGGTTGACGGTAGCTGGGTTAATTGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGA 
ATTATTGGGCGTAAAGGGCTTGTAGGCGGTTGGTCGCGTCTGCCGTGAAATCCTCTGGCTCAGCTGGGGGCGTGCGGTGGGTACGGGCTGGCTTGAGTGCGGTAG 
GGGAGGCTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAG 
CGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGGTCTTTCCGGGTCCTCCGCGCCGTAGCTAACGCATT 
AAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAG 
AACCTTACCAAGGCTTGACATGTGCCGGTTGTCCTTCGGAGACGGAGGGTCCTCCCTTTGCGGGGGTCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCACGTCGTGGTGGGGACTCGCGGGAGACTGCCGGGGTTAACTCGGAGGA 
GGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGTGGGTTGCGATGTCGTGAGGCGGAGCGAATCCC 
TTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGCTGGAGTCGCTAGTAATCGCAGATCAGCAGCGCTGCGGTGAATACGTCCTCGGGC 
CTTGTACACACCGCCCGTCACGTCATGAAAGCTGGCAACACCNGAAGCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTT 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGCCCAGCTTGCTGGGTGGATCAGTGGCGAACGGGTGAGTAACACG 
TGAGTAACCTGCCCCAGACTCCGGGATAAGCCTTGGAAACGAGGTCTAATACTGGATACGAGATGCCCCTGCATGGGGAGTGTCTGGAAAGATTTATCGGTCTGG 
GATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGGTGTGAAAACTCAAGGCTCAACCTTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGCGGTAGGG 
GTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCGCAACTGACGCTGAGGAGCGAAAGCA 
TGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCAAACGCATTAAG 
TGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAAC 
CTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGATGGTTGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGTCTTATGTTGCCAGCACGTCATGGTGGGGACTCATAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTC 
TCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAG 
GTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGGAC 
GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGGAGGAGCTTGCTCTTCCTGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCT 
TGACTCTGGGATAACTTCGGGAAACCGTGGCTAATACCGGATATGAGATGCGACCGCATGGTCTGTGTCTGGAAAGTTTTTCGGTCAAGGATGGACTCGCGGCCT 
ATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAA 
GCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAG 
CTCGTAGGCGGTTTGTCGCGTCTGGTGTGAAAACTCAAGGCTCAACCTTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGTGGTAGGGGTGACTGGAATTCCTG 
GTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCACTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGA 


571186 Bacteria_16S 


strain IAM 13153 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
571186 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


571186 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


571186 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


571186 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


571186 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


571186 Bacteria_16S 


strain FF3 16S ri 


aminovalericum st 
aminovalericum Ba 


571186 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


571186 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


571186 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


571186 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


571186 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


571186 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


571186 Bacteria_16S 


strain Benl02 16S 
Proteobacteria; A 


571186 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


571186 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


3976765 3976695 15 
16S ribosomal RNA, 


85 gi 
complete sequence 


3997295 3997226 16 85 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


4001714 4001644 15 85 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


4036666 4036597 16 85 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
20842 20773 16 85 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

64818 64749 16 85 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
146797 146729 15 84 gi 
bosomal RNA, partial sequence 


189554 189486 16 84 gi 
rain DSM 1283 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
206472 206403 16 85 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
235421 235352 16 85 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
237057 236988 16 85 gi 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
238639 238570 16 85 gi 


etaproteobacteria; Burkholderiales; Bu 
240186 240117 16 85 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

241772 241703 16 85 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


250997 250928 16 85 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
256904 256835 16 85 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
267404 267335 16 85 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 


gi 


571186 Bacteria_16S 


strain CDC F5101 
Proteobacteria; B 


571186 Bacteria_16S 


strain J233 16S r 


denticolens strai 
denticolens Bacte 
Parascardovia. 


571186 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


571186 Bacteria_16S 


strain Ppe8 16S r 


290051 289982 16 85 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
320352 320283 15 84 gi 
ibosomal RNA, partial sequence 


337542 337465 8 85 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


468598 468529 16 85 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
571186 Bacteria_16S 


234235 23583 


6S ribosomal RNA, partial sequence 237457 23896 


240595 24207 


249819 25124 


266185 26767 


319228 32064 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 
571186 Bacteria_16S 


467397 46889 


219846241 
39756 
llaceae; M 
219846227 
uence 

a; Sphingo: 


219846224 
uence 
a; Sphingo: 


219846199 
ence 40355 
onadales; 
265679050 
sequence 
a; Burkhol 


265679021 
ence 63592 
riales; Ox 
265678965 


hodobacter 
265678937 
al sequenc 
idiales; C 
265678926 
sequence 
ria; Burkh 
265678905 


rkholderia 
265678904 
nce 23588 
riales; Bu 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 
265678895 


hodobacter 
265678891 
ence 25570 
riales; Bu 
265678882 


alobactera 
265678867 

28882 

caligenace 
265678847 


265678833 

quence 
Bifidobac 

265678739 


rkholderia 


589108 589039 16 85 gi 
ibosomal RNA, partial sequence 


ref|NR_025831.1 
07 3977021 Mycop 
ycoplana. 
ref|NR_025817.1 
3996136 39975 
monadales; Eryt 


ref|NR_025814.1 
4000552 40019 
monadales; Sphi 


ref|NR_025789.1 
07 4036950 Eryth 
Erythrobacterac 
ref|NR_029358.1 

19628 21106 
deriales; Burkh 


ref |NR_029329.1 

65117 Herba 
alobacteraceae; 
ref |NR_029273.1 


aceae; Marinovu 
ref|NR_029245.1 
e 188349 18980 
lostridiaceae; 
ref |NR_029234.1 
205252 20675 
olderiales; Alc 
ref |NR_029213.1 
4 Burkholderia 
ceae; Burkholde 
ref|NR_029212.1 
5 237406 Burkh 
rkholderiaceae; 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholde 
ref |NR_029210.1 
7 240544 Burkh 
rkholderiaceae; 


ref|NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


v 


ref|NR_029203.1 


acea 
ref 


e; 
NR_029199.1 


rkholderiaceae; 
ref|NR_029188.1 
2 Oxalobacter f 
ceae; Oxalobact 
ref|NR_029173.1 
4 290348 Borde 
ae; Bordetella. 
ref|NR_029152.1 
0 Acholeplasma 
eplasma 
ref |NR_029138.1 

336318 33783 
teriales; Bifid 


ref|NR_029044.1 
3 Burkholderia 
ceae; Burkholde 


265678660 


ref |NR_028965.1 


1 


7 
h 


9 
n 


r 
e 


fo} 


s 


2 
Cc 


0 
a 


r 


fo} 


r 


fo} 


xr 


3. 257168 Burkho 


e 


ic 


5 
O°. 


r 


Mycoplana bullata 
ana bullata Bacteria; 


Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 

Burkholderia 

Burkholderia 
lderiaceae; 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 

Marinovum algicola 


3 Marinovum algicola Bacteria; 
m. 


Clostridium 

Clostridium 
lostridium. 

Taylorella 

Taylorella 
ligenaceae; Taylorella. 

Burkholderia graminis 
graminis Bacteria; 
ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 
glumae Bacteria; 
ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 
cepacia Bacteria; 


ia; Burkholderia cepacia 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 
Amaricocc 


us. 
Burkholderia 
lderia xenovorans 
Burkholderia. 
Oxalobacter formigenes 
ormigenes Bacteria; 
a 
Bordetella holmesii 
ella holmesii Bacteria; 


Acholeplasma palmae 
palmae Bacteria; 


Parascardovia 
Parascardovia 
bacteriaceae; 


Burkholderia terricola 
terricola Bacteria; 
ia. 

Burkholderia tropica 


587905 589310 Burkholderia tropica Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


571186 Bacteria_ 
lusitanum strain 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
571186 Bacteria_16S 746609 746541 5 74 gi| 265678549 |ref|NR_028853.1 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
571186 Bacteria_16S 747984 747916 5 74 gi| 265678548 |ref|NR_028852.1 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
571186 Bacteria_16S 749359 749291 5 74 gi| 265678547 |ref|NR_028851.1 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
571186 Bacteria_16S 750734 750666 5 74 gi| 265678546 |ref|NR_028850.1 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Acinetobacter. 

571186 Bacteria_16S 752109 752041 5 74 gi| 265678545 |ref|NR_028849.1 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
571186 Bacteria_16S 753484 753416 5 74 gi|265678544|ref|NR_028848.1 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
571186 Bacteria_16S 758022 757953 16 85 gi|265678541|ref|NR_028845.1 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
571186 Bacteria_16S 767170 767101 16 85 gi|265678535|ref|NR_028839.1 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae 
571186 Bacteria_16S 781032 780963 15 84 gi|265678525|ref|NR_028829.1 
strain S-743 16S ribosomal RNA, partial sequence 779845 78130 

Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
571186 Bacteria_16S 823847 823778 16 85 gi| 265678497 |ref|NR_028800.1 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
571186 Bacteria_16S 825394 825326 15 83 gi| 265678496 |ref|NR_028799.1 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacte 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

571186 Bacteria_16S 826896 826828 15 83 gi|265678495|ref|NR_028798.1 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

571186 Bacteria_16S 843653 843585 15 83 gi|265678484|ref|NR_028787.1 
strain AMX51 16S ribosomal RNA, partial sequence 842468 84394 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
571186 Bacteria_16S 874020 873951 16 85 gi| 265678463 |ref|NR_028766.1 
strain N-1 16S ribosomal RNA, partial sequence 872811 87416 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidu 
571186 Bacteria_16S 891977 891911 16 83 gi|265678450|ref|NR_028752.1 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 89219 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

571186 Bacteria_16S 899689 899620 7 76 gi| 265678445 |ref|NR_028747.1 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

571186 Bacteria_16S 921351 921278 12 85 gi|265678431|ref|NR_028733.1 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; C 
Coriobacteriaceae; Slackia. 

571186 Bacteria_16S 981310 981242 15 84 gi|265678390|ref|NR_028692.1 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfur 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
571186 Bacteria_16S 1036471 1036402 16 85 gi|265678354|ref|NR_028656.1 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 10367 

Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspiri 
571186 Bacteria_16S 1110461 1110396 8 73 gi|265678302|ref|NR_028604.1 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 111072 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobac 
Coriobacteriaceae; Collinsella. 

571186 Bacteria_16S 1146816 1146747 16 85 gi|253680759|ref|NR_028007.1 
strain Ter6 16S ribosomal RNA, partial sequence 1145612 11470 

Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimona 
571186 Bacteria_16S 1151298 1151229 16 85 gi|253680756|ref|NR_028004.1 


16S 739175 739106 16 
P6-12 16S ribosomal RNA, 


85 gi 


complete sequ 


265678555 
ence 73794 


ref 


8 739471 Herba 


NR_028859.1 
Ss 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 

Acinetobacter tandoii 
tandoii Bacteria; 
ae 

Acinetobacter gerneri 
gerneri Bacteria; 

r. 

Acinetobacter bouvetii 
bouvetii Bacteria; 
ey 

Acinetobacter 

Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 
rs 

Acinetobacter baylyi 
baylyi Bacteria; 
re, 

Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 
Veillonella 
767386 Veillonella 
Veillonella. 
Acholeplasma axanthum 


’ 


7 Acholeplasma axanthum Bacteria; 


Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 
Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Paenibacillus 
acillus koreensis 


Slackia 
Slackia 
oriobacterineae; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


lium. 
Collinsella 

0 Collinsella 

terineae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Ss. 


Thalassospira 


lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 


571186 Bacteria_16S 


moniliformis DSM 


DSM 


DSM 


12112 Bacteri 
571186 Bacteria_16S 
9946 16S ribo 
Deinococcus-Thermus; 
571186 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


571186 Bacteria_16S 
13501 16S ribosomal RNA, 
Proteobacteria; 
571186 Bacteria_16S 


B 


strain UR/MT95 16 


Proteobacteria; 
571186 Bacteria_16S 


B 


strain LMG 20598 


Proteobacteria; 
571186 Bacteria_16S 


str. 


B 


Twist 16S ri 


Bacteria; Actinob 


571186 Bacteria_16S 


15470 strain E7.2 


Bacteria; 
571186 Bacteria_16S 


Firmicu 


thermacidophilum 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria 


Bifidobacteriales 


571186 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


571186 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


571186 Bacteria_16S 
149 16S ribos 


Och 


1157362 1157294 16 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1163433 1163352 3 84 gi 


84 gi 


Deinococci; Thermales; Thermaceae; 

1181668 1181591 7 84 gi 
ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1193681 1193612 16 85 gi 
complete sequence 
etaproteobacteria; Burkholderiales; Al 
1267654 1267585 16 85 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1284004 1283935 16 85 gi 


etaproteobacteria; Burkholderiales; Bu 
1317443 1317367 8 85 gi 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1329680 1329611 16 85 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1331239 1331162 8 85 gi 
subsp. porcinum strain P3-14 16S ribos 


; Bifidobacteriaceae; Bifidobacterium. 


1337361 1337293 15 84 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1338861 1338792 16 
ain CH34 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


85 gi 
partial se 
Betaproteo 


1352669 1352601 15 
omal RNA, partial sequence 


84 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


571186 Bacteria_16S 


strain MT1-641 16 


Proteobacteria; 
571186 Bacteria_16S 


B 


strain STM815 16S 


Bacteria; 
571186 Bacteria_16S 
strain STM678 16S ribosomal RNA, partial sequence 


Proteob 


1373769 1373700 16 85 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1387355 1387286 16 85 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388870 1388801 16 85 gi 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


571186 Bacteria_16S 


1457151 1457082 16 85 gi 


ruhlandii strain EY3918 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 


571186 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


571186 Bacteria_16S 


AMMD 16S ribosoma 


Proteobacteria; 


B 


complex. 


571186 Bacteria_16S 


cenocepacia strai 
cenocepacia Bacte 


Burkholderia; 
571186 Bacteria_16S 


Bur 


stercoricanis str 
stercoricanis Bac 


571186 Bacteria_16S 


echinoides strain 
echinoides Bacter 


571186 Bacteria_16S 


1472225 1472156 16 85 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1473617 1473548 16 85 gi 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


1534121 1534052 16 85 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 
1623582 1623513 16 85 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1704441 1704373 15 83 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1897932 1897863 16 85 gi 


somal RNA, partial sequence 1162257 1163688 Meiot 
Meiothermus. 
ref 
22 Victivallis vadensis ATCC BAA-548 


1180467 11819 
1192457 1193978 Borde 
1266430 12679 


16S ribosomal RNA, partial sequence 1282800 12842 


1316224 13177 


1351515 1352883 Roseo 


1372563 13740 


1386182 13876 


1387667 13891 


1472412 1473865 Burkh 


228721492 
nce 11561 
bacteriace 
228720981 


ae 


228717635 

Victivallis 
228715722 
te 
caligenaceae 


219846423 


alobactera 
219846066 


ce 


rkholderia 
228715851 


ce 


ales; Microc 
219846090 

13284 
nellaceae; 
219846082 


omal RNA, 


D 


co: 


, 


228721486 
equence 
eobacteria 


v 


228721484 
quence 

bacteria; Bu 
228720499 
ba 
hodobacterac 


228717983 


rkholderia 
228716754 


ce 


riales; Bu 
228716720 


rkholderia 
224581416 
ence 14559 
riales; Al 
224581405 
uence 

; Burkholder 
224581402 


ce 


ca 


ol 
rkholderiace 
219857425 
sequence 
a; Burkholde 
219878461 
equence 
ria; Burkh 
219878405 
sequence 
a; Rhizobi 
219878265 


ol 


al 


ref 
51 1157635 Strep 


’ 


ref 
hermus silvanus 


ref 


11 


’ 


ref 
23 Massilia timonae Bacteria; 


ae 


ref 
83 Burkholderia hospita Bacteria; 


ae 


ref 
07 Tropheryma whipplei str. Twist 


oc 


ref 
39 1329962 Diali 


ia 


ref 


mp 


ref 
1336206 13375 


Rh 


ref 
1337638 13391 


rk 


ref 


ct 
ea 


ref 
50 Burkholderia unamae MTI-641 Bacteria; 


ae 


ref 
16 Burkholderia phymatum STM815 
rkho 
ref 
46 Burkholderia 


ae 


ref 
66 1457283 Achrom 


li 


ref 
1471041 14723 


ia 


ref 


de 


ae; 


ref 
1532915 15343 


rd: 


ref 
1622384 16238 


de 


ref 


NR_027615.1 
t 
Streptobacil 
NR_027600.1 


NR_027565.1 


NR_027537.1 
a hinzii LMG 
Bordetella. 

NR_026014.1 
; Massilia. 
NR_025656.1 
; Burkholder 
NR_027540.1 


cineae; Trop 
NR_025680.1 
s 
lister. 
NR_025672.1 
lete sequenc 


NR_027609.1 
8 
odobacterale 
NR_027607.1 
3 


holderiales; 


NR_027593.1 
er litoralis 
e; Roseobact 
NR_027569.1 


; Burkholder 
NR_027555.1 


lderiaceae; 
NR_027554.1 
; Burkholder 
NR_027197.1 


genaceae; Ac 
NR_027186.1 
6 
les; Alcalig 
NR_024882.1 
ria ambifari 
; Burkholder 
NR_025013.1 
2 
ales; Burkho 
NR_025600.1 
3 
riales; Alca 
NR_025544.1 


1703281 170468 


es 


ref 


; Methylocys 


Streptobacillus 
obacillus moniliformis 
lus. 

Meiothermus silvanus 
DSM 9946 Bacteria; 


Victivallis vadensis 
Bordetella hinzii LMG 
13501 Bacteria; 


Massilia timonae 


Burkholderia hospita 


ia. 
Tropheryma whipplei 
heryma. 


Dialister invisus DSM 
ter invisus DSM 15470 


Bifidobacterium 
e 1330013 1331535 


Actinobacteria; Actinobacteridae; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Roseobacter litoralis 
Och 149 Bacteria; 
er. 

Burkholderia unamae 


ia. 
Burkholderia phymatum 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Achromobacter 

obacter ruhlandii 

hromobacter. 
Achromobacter 

1 Achromobacter 

enaceae; Achromobacter. 
Burkholderia ambifaria 

a AMMD Bacteria; 

ia; Burkholderia cepacia 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Sutterella 

8 Sutterella 

ligenaceae; Sutterella. 
Methylocystis 

7 Methylocystis 

taceae; Methylocystis. 
Bordetella trematum 


NR_025404.1 


strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


571186 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


571186 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


571186 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


571186 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


571186 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


571186 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


571186 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


571186 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


571186 Bacteria_16S 


strain AU2944 16S 
Proteobacteria; B 


571186 Bacteria_16S 


1899475 1899406 16 85 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1923305 1923236 16 85 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


ne 
ca 


al 
te 
1947723 1947654 16 85 gi 
etaproteobacteria; Burkholderiales; Al 
1965972 1965903 16 85 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


ca 
s 
1971773 1971704 16 85 gi 


n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


ue 
a; 


2074433 2074364 16 85 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2080571 2080494 8 85 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 
2088272 2088203 16 85 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2123161 2123092 16 85 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2275030 2274961 16 85 gi 


en 
ed: 


s 


’ 


1 
su 


rk 


ob 


219878264 


e 18982 


sequenc 
ria; 


219878230 
6S ribosomal RNA, partial sequence 1946525 19480 
ligenace 
219878218 


equence 
acteria; 


219878214 


nce 
Burkhol 


219878141 


ce 20732 
ales; Al 


219878136 


equence 


219878131 


sequence 
1lfurobac 


219857653 
2121958 21233 


holderia 


219857550 


strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 22753 


Proteobacteria; B 


571186 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


571186 Bacteria_16S 


strain 63287 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
571186 Bacteria_16S 2330919 2330850 16 85 gi| 219857509 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 23312 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
571186 Bacteria_16S 2335521 2335452 16 85 gi|219857505 


strain DM12 16S r 


strain LMG 16225 


Proteobacteria; B 


571186 Bacteria_16S 


caledonica strain 
caledonica Bacter 


571186 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


571186 Bacteria_16S 


olearium strain S 
Bacteria; Firmicu 


571186 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


571186 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


571186 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


571186 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


etaproteobacteria; Burkholderiales; Burk 
2276564 2276495 16 85 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2300625 2300557 15 83 gi 
ribosomal RNA, partial sequence 


ne 
ri 


ibosomal RNA, partial sequence 
ho 
2385452 2385383 16 


85 gi 


etaproteobacteria; Burkholderiales; Burk 
2386976 2386907 16 85 gi 
LMG 19076 16S ribosomal RNA, partial 

ia; Proteobacteria; Betaproteobacteria 
2437174 2437105 16 85 gi 


se 


v 


etaproteobacteria; Burkholderiales; Burk 
2505146 2505077 15 84 gi 
Rl 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 


2532471 2532402 16 85 gi 


sp 


etaproteobacteria; Burkholderiales; Burk 
2576245 2576176 16 85 gi 
rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
2718850 2718781 16 85 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


se 
er 


al 
ct 


2836210 2836141 16 85 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


en 
ri 


571186 Bacteria_16S 


2868561 2868492 16 85 gi 


holderia 


219857549 


e 22753 
ales; Bu 


219857530 
2299447 23008 


2334350 23357 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
571186 Bacteria_16S 


dobacter 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 


holderia 


219857469 


quence 


holderia 


219857379 


25039 
iraceae; 


219857356 
6S ribosomal RNA, partial sequence 2531266 25327 


holderia 


219857284 


quence 
ia; Burk 


219857176 


sequenc 
eria; Bu 


219856900 


ce 28349 
ales; Bu 


ligenace 
219878246 


Bur 


Actinomy 


Burkhold 
219857430 
6S ribosomal RNA, partial sequence 2436004 24374 


ref|NR_025403.1| Brackiella oedipodis 
81 1899753 Brackiella oedipodis Bacteria; 
ae; Brackiella. 

ref|NR_025385.1| Ralstonia 


e 1922112 19235 
kholderiales; B 


6 
u 


0 Ralstonia 
rkholderiaceae; 


ref|NR_025369.1| Bordetella petrii 

20 Bordetella petrii Bacteria; 

ae; Bordetella. 

ref |NR_025357.1 
1964797 196621 

Burkholderiales 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025275.1 

2079371 208087 
cetales; Propion 


Castellaniella 
laniella defragrans 
stellaniella. 

Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


ref|NR_025270.1 
2087053 208849 


Desulfurobacterium 
8 Desulfurobacterium 
teriaceae; Desulfurobacterium. 
ref|NR_025242.1| Ralstonia insidiosa 
93 Ralstonia insidiosa Bacteria; 
ceae; Ralstonia 
ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 
ref|NR_025137.1| Cupriavidus 
59 2276842 Cupriavidus campinensis 
rkholderiaceae; Cupriavidus. 
ref|NR_025118.1| Bosea massiliensis 
77 Bosea massiliensis Bacteria; 
ae; Bosea. 
ref|NR_025097.1 


Burkholderia sacchari 
17 Burkholderia sacchari Bacteria; 
ceae; Burkholderia. 
ref|NR_025093.1| Paracoccus methylutens 
05 Paracoccus methylutens Bacteria; 
aceae; Paracoccus. 
ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 

2385781 2387256 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024967.1| Sporobacterium 
25 2505435 Sporobacterium olearium 
Sporobacterium. 
ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024915.1] Taylorella 

2575008 2576512 Taylorella 
holderiales; Alcaligenaceae; Taylorella. 


219856879 


huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 


ref|NR_024804.1| Herbaspirillum 

e 2717632 2719105 Herbaspirillum 
rkholderiales; Oxalobacteraceae; 
ref|NR_024721.1| Burkholderia 

92 2836452 Burkholderia kururiensis 
rkholderiaceae; Burkholderia. 
ref|NR_024698.1| Herbaspirillum 


2867356 2868845 Herbaspirillum 


huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 
571186 Bacteria_16S 2926695 2926626 16 85 gi|219856839|ref|NR_024658.1 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 292697 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobact 


Paracoccus. 


571186 Bacteria_16S 
strain 087-AZ-H 1 
Proteobacteria; 
571186 Bacteria_16S 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
571186 Bacteria_16S 
caribensis strain 


DSM 


11303 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
571186 Bacteria_16S 
lividum strain DSM 1522 16S ribosomal RNA, partial sequen 


2990399 2990331 16 85 gi 


3005690 3005622 15 83 gi 


3078196 3078127 16 85 gi 


3147317 3147240 7 84 gi 


Deinococci; Deinococcales; 


3221854 3221785 16 85 gi 


lo 
219846870 
MWAP64 16S ribosomal RNA, partial seque 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; 
571186 Bacteria_16S 


eri 


nel 


cys 


nce 


ace 


ce 


a; Rh 


219846930 
6S ribosomal RNA, partial sequence 2989207 29906 
Gammaproteobacteria; Legionellales; Legio 


laceae; 


219846920 


30045 


taceae; 


Burkhold 
219846824 

3146120 31475 
Deinococc 
219846773 


ae; D 


32206 


ref 
58 Legionella tucsonensis Bacteria; 


ref 
29 3005936 Methyl 


ref 


eriales; 
ref 
91 Deinococcus murrayi Bacteria; 
einococcus. 
ref 
51 3222119 Janthi 


NR_026522.1 


Legionella. 
NR_026512.1 


Methylosinus. 
NR_026462.1 
3076975 307840 
Burkhol 
NR_026416.1 


NR_026365.1 


Paracoccus 
1 Paracoccus 


odobacterales; Rhodobacteraceae; 


Legionella tucsonensis 


Methylosinus sporium 
osinus sporium Bacteria; 


Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Deinococcus murrayi 


Janthinobacterium 
nobacterium lividum 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 
571186 Bacteria_16S 3223373 3223304 16 85 gi|219846772|ref|NR_026364.1| Janthinobacterium 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 3222170 3223638 Janthinobacterium 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Janthinobacterium. 

571186 Bacteria_16S 3268564 3268496 16 85 gi|219846742|ref|NR_026334.1| Legionella lytica 
strain L2 16S ribosomal RNA, partial sequence 3267345 3268825 Legionella lytica Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

571186 Bacteria_16S 3350734 3350665 16 85 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

571186 Bacteria_16S 3414683 3414606 8 85 gi|219846635|ref|NR_026227.1| Actinomyces israelii 
strain CIP 103259 16S ribosomal RNA, partial sequence 3413473 3414913 Actinomyces israelii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
571186 Bacteria_16S 3754657 3754588 15 84 gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi 


strain M165/69 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3753459 37549 


32 Mycoplasma bovoculi Bacteria; 


571186 Bacteria_16S 3771179 3771110 16 85 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 
strain R001 16S ribosomal RNA, partial sequence 3769978 3771422 Ralstonia syzygii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

571186 Bacteria_16S 3781789 3781720 16 85 gi|219846376|ref|NR_025967.1| Rickettsia honei 


strain RB 16S ribosomal RNA, partial sequence 


3780594 37820 


84 Rickettsia honei Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

571186 Bacteria_16S 3795301 3795232 16 85 gi| 219846367 |ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

571186 Bacteria_16S 3807404 3807335 16 85 gi|219846358|ref|NR_025949.1| Bordetella 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
571186 Bacteria_16S 3973889 3973820 16 85 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

571186 Bacteria_16S 4025897 4025829 16 84 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571186 Bacteria_16S 4060675 4060606 16 85 gi|219846180|ref|NR_025770.1] Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
571186 Bacteria_16S 4071305 4071236 16 85 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

571186 Bacteria_16S 4110521 4110456 5 70 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
571186 Bacteria_16S 4134875 4134806 16 85 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


571186 Bacteria_16S 


4176542 4176473 16 85 gi 


219846096 


ref 


NR_025686.1 


Achromobacter spanius 


strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


571186 Bacteria_16S 
insolitus strain 
insolitus Bacteri 
571186 Bacteria_16S 


strain LMG 5906 
Proteobacteria; 


571186 Bacteria_16S 


4178027 4177958 16 


4194869 4194800 16 


76829 


76761 15 


85 gi 


85 gi 


219846095 


LMG 6003 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Betaproteobacteria; 


219846079 


16S ribosomal RNA, partial sequence 4193672 41950 
Betaproteobacteria; Burkholderiales; Al 


thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 


thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; 
571186 Bacteria_16S 
strain B316 16S ribosomal RNA, 
Clostridia; 


proteoclasticum 
proteoclasticum 


571186 Bacteria_16S 
ribosomal RNA, partial sequence 
bacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
571186 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteo 


hydrothermalis s 
hydrothermalis B 


571186 Bacteria_16S 
DSM 17244 16S ribosomal RNA, partial se 


stercorihominis 
stercorihominis 


571186 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquif 


571186 Bacteria_16S 


mitsuokai DSM 15 
15897 Bacteria; 


571186 Bacteria_16S 
S ribosomal RNA, partial sequence 
tridia; Clostridiales; Lachnospiraceae; 


strain JK 615 16 
Firmicutes; Clos 


571186 Bacteria_16S 
DSM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


thomasii strain 
thomasii Bacteri 
Anaerobiospirill 


571186 Bacteria_16S 
ain DSM 5686 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacte 
Methylobacterium. 
571186 Bacteria_16S 


fujisawaense str 
fujisawaense Bac 


aminoxidans stra 
Bacteria; Proteo 


571186 Bacteria_16S 
strain IDR2-2 16S ribosomal RNA, partial 
Lactobacillales; 


psychrotolerans 
psychrotolerans 


571186 Bacteria_16S 


strain lacT 16S 
Proteobacteria; 


571186 Bacteria_16S 
strain 0554 16S ribosomal RNA, partial 


dextrinosolvens 
dextrinosolvens 
Succinivibrio. 


571186 Bacteria_16S 
n IFAM 1003 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteri 


aggregatus strai 
aggregatus Bacte 


571186 Bacteria_16S 


strain 17529 16S 
Tenericutes; Mol 


571186 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Mol 


571186 Bacteria_16S 


strain SW-2 16S 
Bacteroidetes; S 


571186 Bacteria_16S 
strain JC2052 16S ribosomal RNA, partia 


ornithinivorans 
ornithinivorans 
Algoriphagus. 


571186 Bacteria_16S 
n JC2051 16S ribosomal RNA, partial seq 
Sphingobacteria; 


halophilus strai 
halophilus Bacte 


571186 Bacteria_16S 


271908 271841 17 
Bacteria; Firmicutes; 
416509 416441 15 
1060851 1060779 12 


acteria; 
1183156 1183088 16 


DSM 17244 Bacteria; 
1192162 1192082 5 


icales; 
1207396 1207328 16 


1733317 1733250 17 


1742483 1742415 16 
a; 


um. 
1939982 1939914 15 


2222929 2222861 15 


2681486 2681408 7 
Bacteria; Firmicutes; 
3043545 3043478 16 
3057267 3057199 16 
Bacteria; 


Proteobacteria; 


3579520 3579453 16 


3857496 3857417 5 


3908172 3908108 16 


4007731 4007663 15 


phingobacteria; 
4097033 4096965 15 


Bacteria; Bacteroidetes; 


4098519 4098451 15 


Bacteroidetes; 
4099975 4099907 15 


ria; 


Firmicutes; 


ribosomal RNA, partial sequence 
Hydrogenothermaceae; 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales 


ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 


ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Ureaplasma. 


ribosomal RNA, partial sequence 


897 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelot 


train Tl 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


ref|NR_025685.1 
4176834 417830 


Burkholderiales; Alcaligenaceae; 


ref|NR_025669.1 


Achromobacter 
6 Achromobacter 
Achromobacter. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


caligenaceae; Kerstersia. 
83 gi|265679013|ref|NR_029321.1| Chlorobaculum 
75652 77039 Chlorobaculum 
Chlorobiaceae; Chlorobaculum. 
84 gi| 265678879 |ref|NR_029185.1| Clostridium 
complete sequence 270671 272189 Clostridium 
Clostridiales; Lachnospiraceae; Butyrivibrio. 
83 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
415329 416805 Methylobacterium populi BJ001 
Methylobacterium. 
84 gi| 265678337 |ref|NR_028639.1| Marinithermus 
1059624 1061116 Marinithermus 
Deinococci; Thermales; Thermaceae; Marinithermus. 
84 gi|228717350|ref|NR_027562.1| Anaerofustis 
quence 1181973 1183434 Anaerofustis 
Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
85 gi|228715750|ref|NR_027538.1| Persephonella marina 
1190944 1192406 Persephonella marina EX-H1 Bacteria; 
Persephonella. 
84 gi|228715354|ref|NR_027526.1| Catenibacterium 
1206179 1207663 Catenibacterium mitsuokai DSM 
richales; Erysipelotrichaceae; Catenibacterium. 
84 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 


84 gi 


83 


gi 


83 gi 


in 14a 16S ribosomal RNA, partial seque 
bacteria; Alphaproteobacteria; Rhizobia 


85 gi 


84 gi 


84 gi 


83 gi 


84 gi 
80 gi 


83 gi 


83 gi 
Sphingobacteri 
83 gi 


Sp 


83 gi 


1732113 17335 


Butyrivib 
219878379 
quence 


219878235 
sequence 
ria; Rhizo 


219857584 
nce 22217 
les; Xanth 
219857202 
sequence 
Carnobacte 
219846894 


3042319 30437 
; Desulfovibrionaceae; 


219846884 
sequence 


Gammaproteobacteria; Ae 


219846523 
sequence 

a; Rhizobi 
219846324 


3856288 38577 


219846289 


3906969 39084 


219846218 


4006528 40080 
Sphingobacteriales; Cyc 


lobacteria 
219846155 
1 sequence 
a; Sphingo 


219846154 
uence 
hingobacte 
219846153 


mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 


Aeromonadales; 


87 Butyrivibrio 
rio. 
ref|NR_025518.1 

1741287 174278 


ref |NR_025374.1 
1938810 194024 


ref|NR_025172.1 


NR_024830.1 

2680270 268176 
riaceae; 
ref |NR_026486.1 
95 Desulfovibrio 
Des 
ref |NR_026476.1 

3056079 305754 
romonadales; Suc 


ref|NR_026115.1 

3578376 357978 
ales; 
ref|NR_025914.1 


ref|NR_025879.1 


ref|NR_025808.1 
03 Algoriphagus 
ceae; Algoriphag 
ref|NR_025745.1 

4095844 409726 
bacteriales; Cyc 


ref|NR_025744.1 
4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 

4098796 410017 


Bradyrhizobiaceae; 


hungatei Bacteria; 


Anaerobiospirillum 
0 Anaerobiospirillum 


Succinivibrionaceae; 


Methylobacterium 
9 Methylobacterium 


biales; Methylobacteriaceae; 


Xanthobacter 


92 2223169 Xanthobacter aminoxidans 
obacteraceae; Xanthobacter. 


Alkalibacterium 
1 Alkalibacterium 


Alkalibacterium. 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Blastobacter 
9 Blastobacter 
Blastobacter. 
Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 


mannitolivorans B 
Algoriphagus. 


571186 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


571186 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


571186 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


571186 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


571186 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


571186 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


571186 Bacteria_16S 


joostei strain LM 
joostei Bacteria; 


571186 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


571186 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


571186 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


571186 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


571186 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


571186 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


571186 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


571186 Bacteria_16S 


fusiformis strain 
Bacteria; Verruco 


571186 Bacteria_16S 


debontii strain F 
Bacteria; Verruco 


571186 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


571186 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


571186 Bacteria_16S 


parapertussis str 
parapertussis Bac 


571186 Bacteria_16S 


strain DD 16S rib 
Tenericutes; Moll 


571186 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


571186 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; Ba 


571186 Bacteria_16S 


acteria; Bacteroidetes; Sphingobacteri 
4240178 4240110 15 83 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
4241637 4241569 15 83 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
264417 264350 16 83 gi 
n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
288534 288455 5 84 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
804077 803998 5 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1167937 1167870 16 83 gi 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
1920290 1920215 8 83 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
2198873 2198794 5 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2200371 2200292 5 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2203404 22033255 84 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2210957 2210878 5 84 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2394629 2394562 16 83 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3547718 3547651 16 83 gi 


cteroidia; Bacteroidales; Porphyromona 
3549252 3549185 16 83 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
3705570 3705503 17 84 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3707088 3707021 17 84 gi 
C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
3708607 3708540 17 84 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3710125 3710058 17 84 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3805880 3805821 26 85 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3858968 3858889 5 84 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3862022 3861943 7 85 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
3866609 3866542 16 83 gi 
cteroidia; Bacteroidales; 
3966505 3966435 15 


Porphyromona 
85 gi 


a; 


219846042 
nce 42390 
les; Methy 
219846041 
ce 42404 
les; Methy 
265678884 
sequence 
vobacteria 
265678868 
28734 


265678510 


802889 80433 


228719858 


1166738 11681 


s; Flavoba 
219878248 
uence 

cteriales; 
219857600 


2197691 21991 


219857599 


2199190 22006 


219857597 
equence 
lasmatacea 

219857592 


2209746 22112 


219857464 


2393419 23948 


daceae; Po 
219846545 


6S ribosomal RNA, partial sequence 3546505 35479 


daceae; Po 
219846544 
1 sequence 
te 
219846433 
ce 37043 
robiales; 

219846432 
37058 
robiales; 

219846431 
ence 37073 
robiales; 

219846430 
e 37089 
robiales; 

219846359 
uence 

ria; Burkh 
219846323 


3857775 38592 


219846321 


3860745 3862279 Lacto 


219846318 


6S ribosomal RNA, partial sequence 3865370 38668 


daceae; Po 
219846248 


capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 


capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


Sphingo 


roidales; 


ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref |NR_029190.1 

263191 264674 
les; Flavobacter 
ref|NR_029174.1 
1 288773 Mycopl 


ref|/NR_028813.1 


ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; Psyc 
ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025188.1 


ref|NR_025187.1 


ref|NR_025185.1 

2202199 220366 
e; Mycoplasma. 
ref|NR_025180.1 


ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 
ref |NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref |NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prost 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
NR_025950.1 
3804660 380612 
olderiales; Alca 
ref|NR_025913.1 


ref 
baci 


NR_025911.1 
llus reuteri 


ref |NR_025908.1 

42 Porphyromonas 

rphyromonas. 

ref |NR_025838.1 
3965346 396678 

monadales; Sphin 


Sphingobacteriales; Cyclobacteriaceae; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 

Methylobacterium 
obacterium aquaticum 
Methylobacterium. 

Psychroserpens 

Psychroserpens 
iaceae; Psychroserpens. 

Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 

Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 

Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Porphyromonas gulae 
gulae Bacteria; 


Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 

1 Porphyromonas 

ceae; Porphyromonas. 
Prosthecobacter 

ecobacter fusiformis 

eae; Prosthecobacter. 
Prosthecobacter 

ecobacter debontii 

eae; Prosthecobacter. 
Prosthecobacter 

ecobacter vanneervenii 

eae; Prosthecobacter. 
Prosthecobacter 

ecobacter dejongeii 

eae; Prosthecobacter. 
Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Porphyromonas macacae 
macacae Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


571186 Bacteria_16S 


saeculare strain 


strain 3-p 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
571186 Bacteria_16S 


shriftii strain D 


Bacteria; 


Firmicu 
571186 Bacteria_16S 


gasicomitatum str 


gasicomitatum LMG 
571186 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


571186 Bacteria_16S 


strain ATCC 15257 


Bacteria; 


Proteob 
571186 Bacteria_16S 


strain IH003 16S 


Firmicutes; 


Bacteria; 


Lacto 
571186 Bacteria_16S 
viridans strain MPL-11 16S ribosomal RNA, partial seque 
Firmicu 
571186 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


571186 Bacteria_16S 


strain DSM5578 16 


Firmicutes; 


571186 Bacteria_16S 


Lacto 


strain IH25 16S r 


Firmicutes; 


571186 Bacteria_16S 


Lacto 


ruminantium strai 
ruminantium Bacte 


571186 Bacteria_16S 


immobile strain E 


Bacteria; 


571186 Bacteria_16S 


Proteob 


periodonticum str 
periodonticum Bac 


571186 Bacteria_16S 


nucleatum subsp. 


nucleatum subsp. 


571186 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


571186 Bacteria_16S 


strain A828 16S r 


571186 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


571186 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


339107 339029 7 85 gi 


Bifidobacte 
743719 743649 16 85 gi 
bosomal RNA, partial sequence 
817828 817759 16 


84 gi 


SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
857207 857137 15 85 gi 


ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; Lactobaci 
1358664 1358596 16 84 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
2022438 2022368 15 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2177669 2177599 15 85 gi 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2186723 2186658 19 


85 gi 


tes; Lactobacillales; Carnobacteriacea 
2232115 2232045 15 85 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
2419140 2419070 15 85 gi 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 


RA161 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
571186 Bacteria_16S 


2176454 21779 


2417916 24194 


acteriales; 
219878181 
20212 
terales; 
219857615 


219857608 
nce 21855 
e; 
219857578 
nce 22309 


219857447 


tial sequence 


ref 
81 2022719 Caulo 
Caulo 
ref 
27 Leuconostoc inhae Bacteria; 


ref 
17 2186981 Carnobacterium viridans 
Carnobacter 
ref 
13 2232371 Persephonella guaymasensis 
Persephonella. 
ref 
20 Leuconostoc gelidum Bacteria; 


Fu 


sobacteriac 
NR_025320.1 


bacteraceae 
NR_025204.1 


NR_025197.1 
ium. 


NR_025166.1 


NR_025035.1 


265678832|ref|NR_029137.1| Bifidobacterium 
337886 339399 Bifidobacterium saeculare 

riales; Bifidobacteriaceae; Bifidobacterium. 

265678551|ref|NR_028855.1| Rhodocista pekingensis 
742578 743950 Rhodocista pekingensis Bacteria; 

Rhodospirillaceae; Rhodocista. 

265678501|ref|NR_028804.1| Selenihalanaerobacter 

nce 816581 817998 Selenihalanaerobacter shriftii 

bacteroidaceae; Selenihalanaerobacter. 

265678474 |ref|NR_028777.1| Leuconostoc 

sequence 855982 857475 Leuconostoc 

llales; Leuconostoc. 

228720055|ref|NR_027588.1| Fusobacterium 


1357540 1358872 Fusobacterium 
e 


ae; Fusobacterium. 
Caulobacter fusiformis 


bacter fusiformis 
, 


Caulobacter. 
Leuconostoc inhae 


Carnobacterium 


Persephonella 


Leuconostoc gelidum 


2420695 2420625 15 85 gi|219857446|ref|NR_025034.1| Leuconostoc kimchii 
ibosomal RNA, partial sequence 2419471 2420975 Leuconostoc kimchii Bacteria; 
bacillales; Leuconostoc. 

2922299 2922230 15 84 gi|219856842|/ref|NR_024661.1| Eubacterium 
n GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

3026680 3026611 15 85 gi|219846906|ref|NR_026498.1| Phenylobacterium 

16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 

3619200 3619132 16 84 gi|219846493|ref|NR_026085.1| Fusobacterium 
ain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
teria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

3621962 3621894 16 84 gi| 219846491 |ref|NR_026083.1| Fusobacterium 
fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

3751617 3751547 15 85 gi|219846398|ref|NR_025989.1| Mycoplasma 
ain Y-98 16S ribosomal RNA, partial sequence 3750418 3751892 Mycoplasma 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

4109015 4108949 16 82 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
ibosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

890492 890412 8 85 gi| 265678451 |ref|NR_028753.1| Actinomadura 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

910447 910383 16 80 gi| 265678438 |ref|NR_028740.1| Clostridium 
in HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

985985 985916 15 84 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 


571186 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


571186 Bacteria_16S 


thailandensis str 
thailandensis E26 


Burkholderia; 
571186 Bacteria_16S 


pse 


strain K24 16S ri 


Proteobacteria; 
571186 Bacteria_16S 


B 


6S ribosomal RNA, 


1360129 1360060 16 85 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

2308283 2308214 16 85 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 


gi 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
ref 


2307079 23085 


228720024 
quence 
bacteria; 


219857524 


caligenace 
219857431 


2435667 2435590 7 84 gi 


peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


Burk 


ref 
60 Pigmentiphaga 
ae; 
ref 


eplasma. 
NR_027587.1 


1358923 136041 


holderiales; 
NR_025112.1 


Pigmentiphag 
NR_025019.1 


5 Acholeplasma vituli Bacteria; 


Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 
Clostridium 


2434473 2435953 Clostridium 


571186 Bacteria_16S 3020691 3020610 3 84 gi| 219846910 
strain HN3-7 16S 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; T 
571186 Bacteria_16S 3390397 3390328 15 84 gi|219846652 
chliarophilus strain ATCC 700543 16S ribosomal RNA, parti 
chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; 
571186 Bacteria_16S 3804376 3804307 16 85 gi| 219846360 
strain 18323 16S 
Proteobacteria; 


Chlorobium. 


571186 Bacteria_16S 879777 879709 17 85 gi| 265678459 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
Prochlorococcaceae; Prochlorococcus. 
571186 Bacteria_16S 
strain MP145 16S 
Tenericutes; Moll 
571186 Bacteria_16S 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


Betaproteobacteria; Burkholderiales; Alca 
571186 Bacteria_16S 3900519 3900453 15 83 gi| 219846295 
strain OCh 254 16 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


hodobacteraceae; Roseibium. 


1393215 1393147 16 84 gi| 228716184 
1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 


1617494 1617426 15 83 gi|219878465 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 


ref|NR_026502.1| Thermus antranikianii 


3019481 3020955 Thermus antranikianii Bacteria; 


ref|NR_026244.1| Meiothermus 


al sequence 3389244 3390664 Meiothermus 
Thermales; Thermaceae; Meiothermus. 


ref|NR_025951.1| Bordetella pertussis 


3803146 3804609 Bordetella pertussis Bacteria; 
ligenaceae; Bordetella. 


ref|NR_025885.1| Roseibium denhamense 


S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
571186 Bacteria_16S 75453 75385 15 83 gi| 265679014 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 

phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; 


ref |NR_029322.1| Chlorobium 
74295 75601 Chlorobium 


Chlorobiaceae; Chlorobium/Pelodictyon group; 


ref|NR_028762.1] Prochlorococcus 
878614 880078 


ref|NR_027548.1| Mycoplasma crocodyli 


ref|NR_025604.1| Algoriphagus 
1616292 1617764 Algoriphagus 


antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 


Algoriphagus. 
571186 Bacteria_16S 
strain LMG 21970 
Bacteroidetes; 
571186 Bacteria_16S 


1619017 1618949 15 83 gi| 219878464 
16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

1620540 1620472 15 83 gi| 219878463 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 


ref|NR_025603.1| Algoriphagus chordae 


ref|NR_025602.1| Algoriphagus 
1619338 1620810 Algoriphagus 


aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 


Algoriphagus. 
571186 Bacteria_16S 


1622063 1621995 15 83 gi|219878462 
winogradskyi strain LMG 21969 16S ribosomal RNA, partia 


ref|NR_025601.1| Algoriphagus 


1 sequence 1620861 1622333 Algoriphagus 


winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 


Algoriphagus. 
571186 Bacteria_16S 


mediatlanticus strain TR 16S ribosomal RNA, partial seque 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; 


hydrogeniphila strain 29W 16S ribosomal RNA, partial sequ 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogen 


Thermotogae; 


571186 Bacteria_16S 716096 716029 16 83 gi| 265678571 
strain TH-3 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
571186 Bacteria_16S 1239104 1239037 16 83 gi| 219878163 
niigataensis stra 
niigataensis Bact 
571186 Bacteria_16S 
aminovorans strai 
aminovorans Bacte 
571186 Bacteria_16S 2374851 2374772 5 84 gi|219857477 
strain R171 16S r 
Tenericutes; Moll 
571186 Bacteria_16S 2768213 2768147 19 85 gi| 219857139 


1681393 1681325 16 84 gi| 219878421 


2212774 22142 


3754983 37564 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 


ibosomal RNA, partial sequence 
in DSM7050 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacteri 


n DSM7048 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacteria 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ence 37836 
coplasma. 


329993 33159 


714920 71638 
obacteriac 


2373653 23751 


ref|NR_025560.1| Vulcanithermus 
1680196 1681676 Vulcanithermus 


Thermales; Thermaceae; Vulcanithermus. 
571186 Bacteria_16S 2213946 2213878 16 84 gi| 219857590 
strain RG-2C 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
571186 Bacteria_16S 2728060 2727980 5 85 gi|219857169 


ref|NR_025178.1| Mycoplasma citelli 
23 Mycoplasma citelli Bacteria; 


ref|NR_024797.1| Persephonella 
2726822 2728328 Persephonella 


othermaceae; Persephonella. 
571186 Bacteria_16S 3756157 3756089 16 84 gi| 219846395 
strain PG43 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
571186 Bacteria_16S 3784808 3784729 5 84 gi| 219846374 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequ 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; My 
571186 Bacteria_16S 331208 331138 16 86 gi| 265678840 
strain CC-1 16S r 


ref|NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025965.1| Mycoplasma 
21 3785045 Mycoplasma leonicaptivi 


ref|NR_029145.1| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


ref|NR_028876.1| Aminobacter aganoensis 

6 Aminobacter aganoensis Bacteria; 

eae; Aminobacter. 

ref |NR_025302.1| Aminobacter 
1237929 1239394 Aminobacter 


Rhizobiales; Phyllobacteriaceae; Aminobacter. 
1240620 1240553 16 83 gi| 219878162 


ref|NR_025301.1| Aminobacter 
1239445 1240914 Aminobacter 


Rhizobiales; Phyllobacteriaceae; Aminobacter. 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_024767.1| Dietzia 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Dietziaceae; 


Dietzia. 


571186 Bacteria_16S 
nucleatum subsp. 


Fusobacteriaceae; 
571186 Bacteria_16S 
strain UC/MF 16S 
Tenericutes; Moll 


3620581 3620513 16 


3780308 37802305 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


84 gi 


animalis strain NCTC 12276 16S ribosomal 
Fusobacterium nucleatum subsp. 
Fusobacterium. 


animalis Bacteria; 


84 gi 


3779118 37805 


219846492 
RNA, pa 


219846377 


ref 
rtia 


Fusobacteria; 


ref 


NR_026084.1 
1 sequence 


NR_025968.1 


Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


571186 Bacteria_16S 3877356 3877289 17 84 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

571186 Bacteria_16S 84288 84220 15 87 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

571186 Bacteria_16S 87315 87247 15 87 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

571186 Bacteria_16S 670955 670885 15 85 gi|265678602|ref|NR_028907.1| Marinitoga camini 
strain MV1075 16S ribosomal RNA, partial sequence 669757 671225 Marinitoga camini Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 

571186 Bacteria_16S 1242161 1242091 15 85 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

571186 Bacteria_16S 1833658 1833581 7 85 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

571186 Bacteria_16S 3019167 3019085 3 85 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

571186 Bacteria_16S 3786299 3786217 3 84 gi|219846373|ref|NR_025964.1| Mycoplasma simbae 
strain LX 16S ribosomal RNA, partial sequence 3785096 3786526 Mycoplasma simbae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

571186 Bacteria_16S 1208919 1208846 7 79 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

571186 Bacteria_16S 2520338 2520265 12 85 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

571186 Bacteria_16S 2663314 2663248 15 83 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

571186 Bacteria_16S 3523150 3523074 8 85 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

571186 Bacteria_16S 3790714 3790673 43 84 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

571186 Bacteria_16S 3899049 3898982 16 85 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

571186 Bacteria_16S 4085075 4084998 8 85 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
571186 Bacteria_16S 4238686 4238609 8 85 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
571186 Bacteria_16S 3939785 3939717 15 83 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

571186 Bacteria_16S 1158840 1158773 17 84 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

571186 Bacteria_16S 2194276 2194209 17 84 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

571186 Bacteria_16S 2630110 2630043 17 84 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

571186 Bacteria_16S 2661933 2661910 15 38 gi|219857216|ref|NR_024844.1| Methylorhabdus 


multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Hyphomicrobiaceae; Methylorhabdus. 


TTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGCGCCGCACGTAACGCATTAAGTGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGAC 
ATACACCGGAATCATGCAGAGATGTGTGCGTCTTCGGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGG 
TCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGA 
AAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGATGGAGCCGTCGAAGGTGGGATTGGCGATTGGGACTAAGTCGTAACAAGGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACATC 
AGAGCTTGCTCTGGTTGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATACGA 
GACGCGACCGCATGGTCGGCGTCTGGAAAGTTTTTCGGTCAAGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTA 
GCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCA 
GCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGGTGTGAAAACTCAAGGCTCAAC 
CTTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGTGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGA 
AGGCAGGTCACTGGGCCACTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGT 
GGGGCTCATTCCACGAGTTCCGCGCCGCACGTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAATCATGCAGAGATGTGTGCGTCTTCGGACTGGTGTA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGGACT 
CATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAG 
GGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGATGG 
AGCCGTCGAAGGTGGGATTGGCGATTGGGACTAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTATGCCTAAC 
ACATGCAAGTCGAACGCGAACGGAATCTTCGGATTCCNAGTAGAGTGGCGCACGGGTGAGTAACACGTGGATAACCTGCCCTAGAGTCTGGGATAACACTCCGAA 
AGGAGTGCTAATACCGGATAAGACCACGCCTTCCTCGGAAGAAGTGGGAAAAGATTTATTGCTCTAGGATGGGTCCGCGGTCCATTAGCTAGTTGGTGGGGTAAT 
GGCCTACCAAGGCTGCGATGGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTG 
CGCAATGGGCGAAAGCCTGACGCAGCAATACCGCGTGAAGGATGAAGGCCCTTGGGTCGTAAACTTCTGTCAGAGGGGAAGAAATACTCGCAAGAGTGCTGACGG 
TACCCTCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCATGTAGGCGGTC 
TGTTAAGTCTGGTGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGATACTGGCGACTTGAGTATGGGAGAGGAAAGTGGAATTCCGAGTGTAGGAGTGAAA 
TCCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCAATACTGACGCTGAGATGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGGGTACTAGGTGTTGCGGGTAACCACTCCTGCAGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTAGGCTTGACATCCCGATCGCACTC 
TATGGAAAAATAGAGGTCAGCTTGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTCCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGCCT 
AGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCAATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCG 
ACTCCATGAAGTTGGAATCGCTAGTAATCGCGTATCAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCTATTGTA 
CCGGAAACCGGTGGGCTAACCTTCGGGGAGCAGCCGTTTATGGTATGATCGGTAACTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNATGCCTAACACATGCAAGTCGAACGCGAACGGAATCTTCGGATTCCAAGTAGAGTGGCGCACGGGTGAGTAACACGTGGATAATCTGCCCTAAGGTCAGGG 
ATAACACTTCGAAAGGGGTGCTAATACCGGATAAGCTCACGCCCTCCTCGGAGGAGGTGAGAAAAGATTTATTGCCTTAGGATGAGTCCGCGGTCCATTAGCTAG 
TTGGTGGGGTAATGGCCTACCAAGGCTGCGATGGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAATACCGCGTGAAGGATGAAGGCCCTTGGGTCGTAAACTTCTGTCAGAGGGGAAGAAATACTCGCA 
AGAGTGCTGACGGTACCCTCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAG 
CATGTAGGCGGCTTGTTAAGTCTGGTGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGATACTGGCAGGCTTGAGTATGGGAGAGGAAAGTGGAATTCCGA 
GTGTAGGAGTGAAATCCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCAATACTGACGCTGAGATGCGAAAGCGTGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTTGCGGGTAACCACTCCTGCAGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTAGGCTTGACA 
TCCCGATCGTACTCTATGGAAAAATAGAGGTCAGCTTGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTATGCCTAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
GAGTCTGCAACTCGACTCTATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAC 
GGGAGTCTATTGTACCGGAAACCGGTGGGCTAACCTTCGGGGAGCAGCCGTTTATGGTATGATCGGTAACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGACCGGAGCTTGCTTTGG 
TTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTCGGGATAACCATTGGAAACGGTGGCTAATACCGGGTATGACATCAGATCGCAT 
GGTTTGGTGTGGAAAGGTTTTTTCTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAG 
AGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCG 
TGGGGGATGAAGGCCTTCGGGTTGTAAACCCCTTTCAGTAAGGAACAAGGCCATGATTGTTGTTGTGGTGAGGGTACTTGCAGAAGAACGGCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGCGCAACGGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAATCCCGATGCTTA 
ACGTCGGGCTTGCGGTGGGTACGGGCAGGCTGGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGC 
GAAGGCAGGTCACTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGT 
GTGGGGATTGTTCCACGATTCCTGTACCGTACGTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACGCTAGATCGCTCCAGAGATGGGGTTTTCCTTTGGACTGGT 
GTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTATGTTGCCAGCACGTAATGGTGGGG 
ACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACA 
ATGGGTTGCGATACTGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGCGGCCTAACCCCTTTTGGGG 
AGGGCGTTCTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGCTCTTCGGAGCTAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTGCCCTTC 
ACTGCGGAATAGCCACTGGAAACGGTGAGTAATACCGCATACGCCTTCGGGGGAAAGATTTATCGGTGAAGGATCGGCCCGCGTTAGATTAGATAGTTGGTGGGG 
TAACGGCCTACCAAGTCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
CTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGAGATGATAATGACAGTATCTGGTAA 
AGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCAGAAAGTTG 
GGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGAT 
ATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACAC 
CGTAAACGATGAATGCCAGTCGTCGGGTAGCATGCTATTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAG 
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3139731 3139664 17 84 gi 
16S ribosomal RNA, partial sequence 
Thermus; Deinococci; Thermales; Thermaceae; 
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Thermotogales; Thermotogaceae; Thermotoga. 


219846909 


3021006 30224 


Thermus. 
219846829 


3138565 31400 


1393543 13950 


219846609 


6S ribosomal RNA, partial sequence 3450571 34520 


571186 Bacteria_16S 3716099 3716031 16 84 gi|219846426 
strain CKK 16S ribosomal RNA, complete sequence 3714904 37163 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

571186 Bacteria_16S 3778813 3778744 16 85 gi| 219846378 
strain SL1 16S ribosomal RNA, partial sequence 3777587 37790 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

571186 Fungi_16S 1217 1140 8 85 gi| 265678352 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
571186 Fungi_16S 2726 2649 8 85 gi| 265678351 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
571186 Fungi_16S 4264 4187 8 85 gi| 265678350 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
571186 Fungi_16S 5824 5747 8 85 gi| 265678349 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
571186 Fungi_16S 7380 7303 8 85 gi| 265678348 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
571186 Fungi_16S 8882 8805 8 85 gi| 265678342 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
571186 Fungi_16S 10368 10291 8 85 gi| 219857197 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
571186 Fungi_16S 11849 11772 8 85 gi| 219857175 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Nocardiaceae; Nocardia. 

571882 Bacteria_16S 17975 18008 73 106 gi| 265679052 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
571882 Bacteria_16S 95158 95191 73 106 gi| 265679000 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
571882 Bacteria_16S 165381 165414 73 106 gi| 265678953 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobaci 
571882 Bacteria_16S 166944 166977 73 106 gi| 265678952 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 16699 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
571882 Bacteria_16S 182020 182053 73 106 gi| 265678942 


ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


ref|NR_026421.1| Meiothermus cerbereus 
00 Meiothermus cerbereus Bacteria; 


Meiothermus. 

219846310|ref|NR_025900.1| Thermus aquaticus 
3877677 3879146 Thermus aquaticus Bacteria; 

Thermus. 

265678452|ref|NR_028754.1| Saccharopolyspora 

nce 887783 889225 Saccharopolyspora flava 

ales; Pseudonocardineae; Pseudonocardiaceae; 

265678405|ref|NR_028707.1| Bacillus 

1 sequence 958824 960272 Bacillus 

llaceae; Bacillus. 

265678405|ref|NR_028707.1| Bacillus 

1 sequence 958824 960272 Bacillus 

llaceae; Bacillus. 

228715897 |ref|NR_027542.1| Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 


eae; Nocardiaceae; Nocardia. 

ref|NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

mycetales; Corynebacterineae; 

ref|NR_029360.1| Lactobacillus perolens 
Lactobacillus perolens Bacteria; 

ref|NR_029308.1| Lactobacillus lindneri 
Lactobacillus lindneri Bacteria; 

ref|NR_029261.1| Lactobacillus 
163866 165437 Lactobacillus 

llaceae; Lactobacillus. 

ref|NR_029260.1| Clostridium tetani 

5 Clostridium tetani Bacteria; 

m. 

ref|NR_029250.1| Clostridium 


proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 


Bacteria; 


Firmicutes; 


Clostridia; Clostridiales; Clostr 


idiaceae; 


Clostridium. 
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Clostridium 
5 Clostridium 
Clostridium. 
Desulfurella 
urella acetivorans 
Desulfurella. 
Clostridium septicum 
idium septicum Bacteria; 
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571882 Bacteria_16S 198886 198917 75 106 gi| 265678931 |ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571882 Bacteria_16S 3533933 3533966 73 106 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

571882 Bacteria_16S 1416005 1416039 72 106 gi|224581448|ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

571882 Bacteria_16S 1611693 1611727 72 106 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

571882 Bacteria_16S 11806 11839 73 106 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

571882 Bacteria_16S 30258 30291 73 106 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

571882 Bacteria_16S 45269 45302 is 106 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

571882 Bacteria_16S 51376 51409 73 106 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
571882 Bacteria_16S 68099 68132 73 106 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

571882 Bacteria_16S 113534 113567 73 106 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

571882 Bacteria_16S 115133 115166 73 106 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

571882 Bacteria_16S 125813 125846 73 106 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

571882 Bacteria_16S 200467 200500 73 106 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

571882 Bacteria_16S 234131 234164 73 106 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

571882 Bacteria_16S 273643 273676 73 106 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

571882 Bacteria_16S 364641 364674 73 106 gi|265678812|ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
571882 Bacteria_16S 373575 373608 73 106 gi| 265678806 |ref|NR_029111.1]| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

571882 Bacteria_16S 384235 384268 73 106 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

571882 Bacteria_16S 385816 385849 73 106 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

571882 Bacteria_16S 391954 391987 73 106 gi|265678794|ref|NR_029099.1]| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

571882 Bacteria_16S 416752 416785 73 106 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
571882 Bacteria_16S 432092 432125 73 106 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
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Bacteria; Proteob 


571882 Bacteria_16S 


G 
571882 Bacteria_16S 


G 
571882 Bacteria_16S 


471921 471954 73 106 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
493489 493522 73 106 gi 
bosomal RNA, partial sequence 


gi 


528642 528675 73 106 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
556114 556147 73 106 gi 


265678758 
quence 
eria; Pseu 


265678757 


446125 44760 


Acetobacte 
265678756 


447654 44913 


Acetobacte 
265678737 


470446 47199 
seudomonad 


265678723 


492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 


265678700 
52719 
nadales; 
265678682 


strain P 513/19 16S ribosomal RNA, partial sequence 554659 55615 


M 


ref|NR_029063.1 
444544 446074 
domonadales; Pse 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029061.1| Roseomonas gilardii 

5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 
ref|NR_029042.1] Pseudomonas 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
aceae; Marinobacter. 

ref|NR_029005.1] Enhydrobacter 

2 528675 Enhydrobacter aerosaccus 
oraxellaceae; Enhydrobacter. 
ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 


lini 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

571882 Bacteria_16S 557656 557689 73 106 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

571882 Bacteria_16S 559200 559233 73 106 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

571882 Bacteria_16S 560713 560746 73 106 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

571882 Bacteria_16S 562248 562281 73 106 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

571882 Bacteria_16S 593834 593867 73 106 gi|265678657|ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
571882 Bacteria_16S 668212 668245 73 106 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
571882 Bacteria_16S 680373 680406 73 106 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
571882 Bacteria_16S 698497 698530 73 106 gi| 265678584 |ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

571882 Bacteria_16S 716340 716373 73 106 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

571882 Bacteria_16S 742473 742506 73 106 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

571882 Bacteria_16S 759773 759806 73 106 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

571882 Bacteria_16S 768860 768893 73 106 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

571882 Bacteria_16S 822515 822548 73 106 gi|265678498|ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

571882 Bacteria_16S 843896 843929 73 106 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

571882 Bacteria_16S 872725 872758 73 106 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

571882 Bacteria_16S 895234 895267 73 106 gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola 


strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 


571882 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


571882 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
571882 Bacteria_16S 


strain DSS-3 16S 


Proteobacteria; Alphaproteobacteria; 
571882 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


571882 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


571882 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


571882 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
571882 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


571882 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


571882 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


571882 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


571882 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


571882 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


571882 Bacteria_16S 


col 
Proteobacteria; 


16S ribosomal 
B 


571882 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


571882 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


571882 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


571882 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


571882 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


571882 Bacteria_16S 


diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 


896769 896802 73 106 gi 
etaproteobacteria; Burkholderiales; Bu 
909124 909157 73 106 gi 
S ribosomal RNA, partial sequence 
Sphingomonadales; 
930779 930812 73 106 gi 
ribosomal RNA, partial sequence 
Rhodobacterales; R 
73 106 gi 
complete sequence 


961799 961832 

16S ribosomal RNA, 
ammaproteobacteria; Pseudomonadales; P 
970995 971028 73 106 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


1058031 1058064 73 106 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1078934 1078967 73 106 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1084911 1084944 73 106 gi 
ia; Sphingomonadales; Sphingomonadacea 

1089581 1089614 73 106 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1121351 1121384 73 106 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My: 


1142504 1142537 73 
ain W-5 
teria; 


106 gi 
0 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobact 


1144024 1144057 73 
in C6-1 
eria; P 


106 gi 
9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


1175862 1175895 73 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1180376 1180409 73 106 gi 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1233255 1233288 73 106 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1239348 1239381 73 106 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1240864 1240897 73 106 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1293370 1293403 73 106 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


106 gi 


1340583 1340616 73 106 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1354364 1354397 73 106 gi 
rain PAl 5 16S ribosomal RNA, partial 
1 5 Bacteria; Proteobacteria; Alphapro 


571882 Bacteria_16S 


1366283 1366316 73 106 gi 


16S ribosomal RNA, partial sequence 895318 89680 


907717 90916 


929371 93083 


1174405 11758 


1178919 1180416 Nitro 


265678447 


rkholderia 
265678439 


Erythrobac 
265678425 


hodobacter 
265678404 

96032 
seudomonad 
265678397 
uence 
teria; Des 
265678339 
al sequenc 
eria; Rhiz 


265678324 
10775 
Sphingomon 

265678320 


e; Sphingo 
265678317 
ence 10881 
nadales; P 
228716127 

11198 
xococcales 


253680762 
quence 
eria; Sphi 
253680761 
quence 

ria; Rhodo 


228718578 


a. 
228717704 


itrosomona 
219878271 
quence 
cteria; Rh 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
228716433 
tial seque 
oteobacter 


228721340 
sequence 
oteobacter 


228720330 
sequence 


teobacteri 


228719040 


ref |NR_028749.1 


ceae; Pandoraea. 
ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028727.1 


aceae; Ruegeria. 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028699.1 

969528 971049 
ulfovibrionales; 
ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


’ 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


ref|NR_028009.1 
1142608 114408 
bacterales; Rhod 


ref|NR_027574.1 


ref 
somo 


NR_027566.1 
nas eutropha 
daceae; Nitrosom 
ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref|NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingobium amiense 
acteria; Proteobacteria; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Nitrosomonas eutropha 
C91 Bacteria; 
onas. 
Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


ref|NR_027605.1 
1339181 134062 
ia; Rhodospirill 
ref|NR_027591.1 
1352934 135441 
a; Rhodospirilla 


ref|NR_027578.1 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Gluconacetobacter 
8 Gluconacetobacter 


les; Acetobacteraceae; 


Nitrobacter 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 


571882 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


571882 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


571882 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
571882 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


571882 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


571882 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


571882 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


571882 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


571882 Bacteria_16S 
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Proteobacteria; G 


571882 Bacteria_16S 


tianshanense stra 
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Mesorhizobium. 


571882 Bacteria_16S 
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faecalis strain g 
Bacteria; Proteob 


571882 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


571882 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


571882 Bacteria_16S 
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proteolytica stra 
proteolytica Bact 
Pseudomonas. 
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571882 Bacteria_16S 
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strain DSM 5901 1 
Proteobacteria; A 


571882 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


571882 Bacteria_16S 
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Proteobacteria; Alphaproteobacteria; 
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ba 
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ac 
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cteria; Proteobacteria; Alphaproteobac 
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te 
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osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1463331 1463364 73 106 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
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in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


106 gi 


or 


en 
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1 
ri 
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ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1486126 1486159 73 106 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


gi 
H 


qu 
ri 


1487639 1487672 73 106 
bosomal RNA, partial sequence 


gi 


bi 
1573439 1573472 73 106 gi 
c 16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
1581027 1581060 73 106 gi 
CFNEI 156 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 

1613175 1613208 73 106 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


le 


se 
a; 


1 
ri 


1616205 1616238 73 106 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1641983 1642016 73 106 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


gi 
au 


eq 
ri 


1643545 1643578 73 106 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1645106 1645139 73 106 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1648116 1648149 73 106 gi 


gi 


se 


se 


lphaproteobacteria; Rhodospirillales; Ac 


1649613 1649646 73 106 gi 


ia; Rhodospirillales; Acetobacteraceae; 


228716336 


13905 
arvularc 


228715764 


nce 
cteria; 


228715353 
1399580 1401060 Sphin 


hingomon 


219846657 


tial seq 
teria; S 


224581424 


ce 
Rho 


quen 
ria; 


224581423 
14453911 


4468 


axellace 


224581411 


4618 
S; 


ce l 
dale 


sequence 
a; Pseud 


219857506 
1483159 14846 


alomonad 


219857250 


ence 
a; Rhizo 


219857235 
1486230 14876 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
571882 Bacteria_16S 


aceae; R 


219857383 


15720 


Ss; Brady 


219878491 


quence 
Rhizobi 


219878468 


sequence 
a; Rhodo 


219878466 
1614821 16162 


lobacter 


219878449 


uence 
a; Pseud 


219878448 
1642082 16435 


udomonad 


219878447 
1643643 16451 


udomonad 


219878444 
6S ribosomal RNA, partial sequence 1646706 16481 


etobacte 


219878443 
somal RNA, partial sequence 1648203 1649649 Stell 


Stella. 


1695425 1695458 73 106 gi 


219878411 


Alter 
224581406 


ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref |NR_027539.1 

1396599 139803 
Rhizobiales; Met 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


ref 
gomo 
adac 

ref 
uenc 
phin 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 

Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_026249.1 
e 140703 
gomonadales; 


ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Psychrobacter arenosus 
arenosus Bacteria; 
r. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Psychrobacter 
0 Psychrobacter 
xellaceae; 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027192.1 
62 1463368 Marino 
omonadaceae; 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora 


ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 
aceae; Kushneria 
ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_024971.1| Rhodopseudomonas 
32 1573475 Rhodopseudomonas faecalis 
rhizobiaceae; Rhodopseudomonas. 
ref|NR_025251.1| Sinorhizobium 

1579624 1581060 Sinorhizobium 
ales; Rhizobiaceae; 


, 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


Loktanella 
8 Loktanella 
obacteraceae; 


ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
aceae; Woodsholea. 

ref|NR_025588.1] Pseudomonas 

1640520 1642031 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
aceae; Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025583.1] Stella vacuolata 

52 Stella vacuolata Bacteria; 

raceae; Stella. 
ref|NR_025582.1 
a humosa Bacteri 


Stella humosa strain 
a; Proteobacteria; 


ref Pseudomonas cannabina 


NR_025550.1 


strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 1695461 Pseudomonas cannabina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


571882 Bacteria_16S 
strain TOl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571882 Bacteria_16S 
strain R-8904 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
571882 Bacteria_16S 
strain NF11 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571882 Bacteria_16S 
strain NF23 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571882 Bacteria_16S 
strain LMG 1746 1 


1696969 1697002 73 106 gi 


1712225 1712258 73 106 
ribosomal RNA, partial sequence 


gi 


1722967 1723000 73 106 gi 


1724508 1724541 73 106 gi 


1750327 1750360 73 106 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


571882 Bacteria_16S 
strain LMG 1625 1 


1751819 1751852 73 106 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


571882 Bacteria_16S 
LMG 2096 
Proteobacteria; 
571882 Bacteria_16S 
alexandrii strain 


strain : 


1785046 1785079 73 106 gi 
9 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
1829224 1829257 73 106 gi 


Ac 


Ac 


H 


alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; 


571882 Bacteria_16S 
strain VC 5 16S ribosomal RNA, partial sequence 


1846131 1846164 73 106 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyp 


571882 Bacteria_16S 


1864248 1864281 73 106 gi 


israelensis strain Bal 16S ribosomal RNA, partial sequenc 


Bacteria; 


Bacteria; 


571882 Bacteria_16S 
norvegicum strain 


1865830 1865863 73 106 gi 
ATCC 43984 16S ribosomal RNA, partial 


1890405 1890438 73 106 gi 


1895056 1895089 73 106 gi 
DSM 1741 16S ribosomal RNA, partial s 


PR5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiale 


Proteobacteria; Gammaproteobacteria; Oceanospir 
571882 Bacteria_16S 
canadensis strain 
canadensis Bacter 
Chromohalobacter. 
571882 Bacteria_16S 
chacoense strain 


s 


ia; Proteobacteria; Gammaproteobacteria; 


norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfomicrobium. 
571882 Bacteria_16S 
strain L1/68 16S 
Proteobacteria; 

571882 Bacteria_16S 
strain EDIV 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
571882 Bacteria_16S 
strain Cm al3 16S 
Proteobacteria; 
571882 Bacteria_16S 


1928164 1928197 73 106 
ribosomal RNA, partial sequence 


gi 


1956980 1957013 73 106 gi 
Sphingomonadales; 
1982925 1982958 73 106 gi 
ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


1984510 1984543 73 106 gi 


Sp 


lanuginosus strain Sy t2 16S ribosomal RNA, partial seque 


lanuginosus Bacteria; 


Chondromyces. 


571882 Bacteria_16S 
apiculatus strain 


Proteobacteria; 


1986094 1986127 73 106 gi 


Deltaproteobacteria 


apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; 


Chondromyces. 


571882 Bacteria_16S 
ferrugineus strain Cb fel8 16S ribosomal RNA, 
ferrugineus Bacteria; 
Cystobacteraceae; 
571882 Bacteria_16S 
strain ATCC 15260 
Proteobacteria; Alphaproteobacteria; 
571882 Bacteria_16S 
strain MCS 25 16S 


1987662 1987695 73 106 gi 
complete 
Proteobacteria; 
Cystobacter. 
2016780 2016813 73 106 gi 
16S ribosomal RNA, partial sequence 
Sphingomonadales; 
2018250 2018283 73 106 gi 
ribosomal RNA, partial sequence 


se 


Deltaproteobacteria 


Sp 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyp 


571882 Bacteria_16S 
strain MCS 18 16S 


2019722 2019755 73 106 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


571882 Bacteria_16S 


2021194 2021227 73 106 gi 


YP 


se 


or 


or 


etoba 


etoba 


17 


ence 


homon 


e 18 
illal 


equen 


Ocea 


18 


s; Ph 


Desu 


thomo 
hingo: 
iinea 
nce 


7 Myx 


nce 
Myxo 


quenc 
; Myx 


20 
hingo: 


homon 


homon 


219878410 
1695512 16970 
Gammaproteobacteria; Pseudomonadales; P 


axellaceae; 
219878392 
1723051 17245 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
219878374 


6S ribosomal RNA, partial sequence 1748919 17503 


cte 


219878373 
6S ribosomal RNA, partial sequence 175041117518 


cte 


219878347 


835 


alomonadaceae; 
219878317 
C116-18 16S ribosomal RNA, partial sequ 
Rhodobacterales; 
219878305 
1844748 18461 


ada 


219878292 


627 
es; 


219878291 


ce 
nos 


219878272 


889 
yll 


219878268 
equence 


lfo 


219878243 
1926697 19282 
Gammaproteobacteria; Xanthomonadales; Xan 


nad 


219878224 
1955571 19570 


mon 


219878207 

1981436 19829 
Sorang 
219878206 


e; 


OCcO 


219878205 
Cm al4 16S ribosomal RNA, partial seque 


COC 


219878204 


e 
OCcO 


219878185 


153 
mon 


219878184 
2016867 20 


182 
ada 


219878183 
2018337 20 


197 
ada 


ref|NR_025549.1 
Pseudomon 
ref|NR_025539.1 
Loktanell 
ref|NR_025532.1 
00 Psychrobacter 
Psychrobacte 
ref |NR_025531.1 
41 Psychrobacter 
Psychrobacte 
ref|NR_025513.1 
raceae; Acetobac 
ref|NR_025512.1 


raceae; Acetobac 
ref|NR_025486.1 
87 1785079 Halomo 


ref|NR_025456.1 

1827843 182926 
ref|NR_025444.1 
ceae; Maricaulis 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
NR_025430.1 
1864353 186588 
pirillales; Halo 


ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref|NR_025407.1 
1893578 189509 
vibrionales; Des 
ref |NR_025382.1 
aceae; Ignatzsch 
ref|NR_025363.1 
16 Sphingomonas 
adaceae; 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref|NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref|NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025323.1 


ceae; Maricaulis 
ref |NR_025322.1 


ceae; Maricaulis 


219878182 


washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 


Halomonas. 


Hyphomonadaceae; 


Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
udomonadaceae; 
219878400 
1710844 17122 
ho 


as. 
Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 
dobacteraceae; 
219878393 
1721510 17230 
Gammaproteobacteria; Pseudomonadales; M 


a. 
Psychrobacter 
luti Bacteria; 
ry 
Psychrobacter 
fozii Bacteria; 
ry 
Acetobacter malorum 


luti 


fozii 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Halomonas muralis 
nas muralis Bacteria; 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Mesorhizobium 
izobium chacoense 
esorhizobium. 

Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Sphingomonas pituitosa 


pituitosa Bacteria; 
Sphingomonas. 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 


terineae; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


ref|/NR_025321.1 
2019809 202123 


Maricaulis 
0 Maricaulis 


washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


Maricaulis. 


571882 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


571882 Bacteria_16S 


strain ATCC 15253 


2022683 2022716 73 106 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2024172 2024205 73 106 gi 

16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


571882 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


571882 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


571882 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphapro 
571882 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


571882 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


571882 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


571882 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


571882 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


571882 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


571882 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


571882 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


571882 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


571882 Bacteria_16S 


strain LBB1 16S r 


2108186 2108219 73 106 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


2114239 2114272 73 106 gi 
US6-1 16S ribosomal RNA, parti 
ia; Proteobacteria; Alphaproteo 


strain 
Bacter 


2118846 2118879 73 106 
ribosomal RNA, partial sequence 
teobacteria; Sphingomonadales; 

2159564 2159597 73 106 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


gi 


2164115 2164148 73 
rain AM13 16S ribosomal 
cteria; Proteobacteria; 


106 gi 
RNA, partial s 
Deltaproteobac 


2176367 2176400 73 106 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
2220253 2220286 73 106 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


gi 


2235411 2235444 73 106 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2264528 2264561 73 106 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2303884 2303917 73 106 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2322211 2322244 73 106 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323763 2323796 73 106 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2341668 2341701 73 106 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


571882 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


571882 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


571882 Bacteria_16S 


strain JSS-26 16S 
Proteobacteria; A 


571882 Bacteria_16S 


strain JSS-7 16S 
Proteobacteria; A 


571882 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


571882 Bacteria_16S 


2391799 2391832 73 106 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2458670 2458703 73 106 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


gi 


2460161 2460194 73 106 

ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2461653 2461686 73 106 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

2464676 2464709 73 106 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2509981 2510014 73 106 gi 


gi 


te 


au 


et 
er 


al 
ba 


Er 


Pp 
ob 


eq 
te 


or 


ti 
ac 


s 


en 
cha 


en 


na 


se 


na 


ho 


H 


qu 
ia 


Sp 


Sp 


s 
ia 


219878181 


219878180 


219878115 


219857659 


219857656 
2117441 21188 


219857629 


219857626 


219857616 
2174910 21764 


219857586 


219857576 


ia; 


219857557 


219857528 


219857515 


219857514 


219857501 


2340265 23417 


219857466 
2390343 23918 


219857411 


219857410 
2458757 24601 


219857409 
2460248 24616 


219857407 


20212 
rales; C 


20227 
lobacter 


e sequen 


ia; Pseu 


sequenc 
cteria; 


ythrobac 
artial s 


acteria; 


uence 
ria; 


Des 
axellace 
al seque 


teria; P 


equence 


; Pseudo 


ce 22630 
illales; 


ce 23024 
dales; A 


23207 
udomonad 


23223 
dales; P 


dobacter 


alomonad 


ence 
Sphing 


, 


hingomon 


hingomon 


equence 
les; Clo 


219857371 


ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025218.1 
equence 215819 
Rhodobacterales 


ref |NR_025215.1 
162629 216416 


ulfovibrionales; 


ND 


ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025174.1 
221879 
omonadales; 


monadales; 
ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025089.1 


acea 
ref 


e; 
NR_025054.1 


aceae; 
ref |NR_024999.1 

2457264 245870 
omonadales; Sphi 


ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter 


ref |NR_024959.1 
2508571 251001 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Alkanindiges 
9 Alkanindiges 
axellaceae; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


, 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


’ 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 
can 
Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Marinobacter 

bacter lutaoensis 
Marinobacter. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
Rhodobaca. 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Halomonas. 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 

Clostridium 

2 Clostridium 

stridium. 
Gluconacetobacter 

7 Gluconacetobacter 


571882 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
571882 Bact 
strain CIP 105470 
Proteobacteria; G 
571882 Bact 
strain CIP 105259 
Proteobacteria; G 
571882 Bact 
strain CIP 105274 
Proteobacteria; G 


571882 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


571882 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


571882 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


571882 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


571882 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


571882 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


571882 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


571882 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


571882 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


571882 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


571882 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


571882 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


571882 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


571882 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


571882 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


571882 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


571882 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


eria_16 


eria_16 


eria_16 


G 
571882 Bacteria_16S 


2556442 2556475 73 106 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
s 2558008 2558041 73 106 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
Ss 2562634 2562667 73 106 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
Ss 2571767 2571800 73 106 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2574906 2574939 73 106 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


na 


se 


se 


se 


ue 
ia 


2580888 2580921 73 106 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582454 2582487 73 106 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584024 2584057 73 106 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585593 2585626 73 106 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596431 2596464 73 106 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597997 2598030 73 106 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2607208 2607241 73 106 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2614956 2614989 73 106 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2619634 2619667 73 106 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2624152 2624185 73 106 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2716024 2716057 73 106 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


se 


na 


na 


na 


se 


na 
ne 


ib 


, 


Oc 


le 


ue 
ri 


2816715 2816748 73 106 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


eq 
ia 


2854890 2854923 73 106 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2859573 2859606 73 106 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2861073 2861106 73 106 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2864175 2864208 73 106 gi 


na 


ar 
ob 


ammaproteobacteria; Pseudomonadales; P 
2865691 2865724 73 106 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


se 


s 
a; 


219857340 


219857339 


219857336 


219857287 


219857285 


219857281 


219857280 


219857279 


219857278 


219857271 


219857270 


219857264 


219857256 


2613469 26150 


219857253 
2618180 26196 


219857249 


219857178 


219856913 


219856888 


na 
219856885 


219856884 
219856882 


6S ribosomal RNA, partial sequence 2862729 28642 


219856881 


25549 
dales; P 


25565 
udomonad 


25611 
udomonad 


25702 
udomonad 


nce 
Desulf 


v 


25794 
udomonad 


25809 
dales; P 


25825 
dales; P 


25841 
dales; P 


25949 
udomonad 


25965 
dales; P 


e 26057 
rionales 


Desulfov 


yclaceae 


26227 
s; Phyll 
nce 


a; Pseud 


uence 
Pseudo: 


, 


28534 
dales; P 


28581 
dales; P 


tial seq 
acteria; 
udomonad 


equence 
Sphingo 


571882 Bacteria_16S 


carotinifaciens s 


2926918 2926951 73 106 
train E-396 16S ribosomal RNA, 


gi 
complete 


219856839 


sequence 


74 2556489 Pseud 
seud 


40 2558055 Pseud 
acea 


68 2562680 Pseud 
acea 


99 2571813 Pseudo 
acea 


ovib 


20 2580935 Pseud 
acea 


86 2582507 Pseud 


25 2585640 Pseud 


acea 


22 2607261 Desul 


obac 


omon 


mona 


mona 


ref|NR_024928.1 


° 
omonadaceae; 
NR_024927.1 
°. 
e; Pseudomon 
NR_024924.1 
° 
e; Pseudomon 
NR_024918.1 


ref 


ref 


ref 


e; Pseudomon 
ref|NR_024916.1 

2573428 257495 
rionales; De 
ref|NR_024912.1 
° 
e; Pseudomon 
NR_024911.1 
° 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
° 


ref 


seudomonadaceae; 
ref |NR_024902.1 
61 2596478 Pseudo 
e; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo 
seudomonadaceae; 
ref|NR_024895.1 
f 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref |NR_024879.1 
31 2624203 Mesorh 
teriaceae; M 
ref|NR_024806.1 

2714566 271605 
adales; Mora 


ref 
2815260 28167 
dales; Pseu 


NR_024734.1 
4 
d 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024701.1 


Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 


monas migulae Bacteria; 


as. 
Pseudomonas mosselii 


monas mosselii Bacteria; 


as. 
Pseudomonas jessenii 


monas jessenii Bacteria; 


as. 
Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Pseudomonas cedrina 


monas cedrina Bacteria; 


as. 
Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Dechloromonas agitata 
agitata Bacteria; 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Psychrobacter 
7 Psychrobacter 
xellaceae; 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


aceae; Pseudomon 
ref|NR_024700.1 

2864276 286573 
dales; Sphin 


as. 

Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


ref |NR_024658.1 
2925520 292697 


Paracoccus 
1 Paracoccus 


GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTCAGCTACATCGAGAGATCGAT 
GGTCCTCGGGACTGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCCTAGTTGCCA 
GCAGTTCGGCTGGGCACTCTATGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCTTACGGGTTGGGCTACACACGTGCTA 
CAATGGCAGTGACAATGGGTTAATCCCAAAAAACTGTCTCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCA 
TGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCCGTGCGCCAACCTTTCGAGGAGGCANNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCCCTTCGGGGGGATCAGTGGCGAACGG 
GTGAGTAACACGTGAGCAACCTGCCCCTGGCTCTGGGACAACCACTGGAAACGGTGGCTAATACCGGATACGACCTGCCTCGGCATCGAGTGCGGGTGGAAAGTT 
TTTCGGCTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCTCCGAAGAAGCGCAAGTGACGGTAGGAGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCG 
TTGTCCGGAATTATTGGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGCGTCTGCTGTGAAAACTCAGGGCTCAACTCTGAGCTTGCAGTGGGTACGGGCACACTTG 
AGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTTACTGACGCTGA 
GGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCATTCCACGGATTCCGTGCCGCAGC 
TAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGC 
AACGCGAAGAACCTTACCAAGGCTTGACATGCGCGGTGGAATCCCAGAGATGGGGNGTCATTTAGTTGGTCGCGTACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTGCGGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCAGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATC 
CCAAAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
CCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAACCGGTGGCCCAACCCGTCAGGGGGANNNGTCGAAGGTGGGACGTGGCGANNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCTAGCTTG 
ATCCTTCGGGTGATGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTGCAGTCTGGGACAACATTTGGAAACGAATGCTAATACCGGATATTATGTGAG 
TTTCGCATGAAATTCATATGAAAGCTATATGCGCTGCAGGAGAGCTTTGCGTCCTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGATGATAGGTAGCCG 
GCCTGAGAGGGTGAACGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCA 
ATTCTGTGTGCACGATGAAGTTTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGCCAGCAG 
CCGCGGTAATACGTATGTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCGTAGGCGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTA 
TTGCGTTGGAAACTGTCCAAACTAGAGTACTGGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAG 
CCCACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGCCTGGTAGTCCACGCCGTAAACGATGATTACTAGGTGTT 
GGGGGTCGAACCTCAGCGCCCAAGCTAACGCGATAAGTAATCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCGTTTGACATCCTAAGAAATTAGCAGAGATGCTTTTGTGCCTTCGGGGGAACTTAGTGAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCGTATGTTGCCATCATTAAGTTGGGCACTCAT 
GCGATACTGCCTGCGATCAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACGCTGGGCTACACACGTGCTACAATGGGTAGTACAGAGAGT 
CGCAAACCTGCGAGGGGGAGCTAATCTCAGAAAACTATTCTCAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCAAATCAG 
CTATGTTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAACCGCAAGGAGGGATGCTC 
CGAGGGTGTGATTAGCGATTGGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAACAAAGCGATGTGAAGCCTTC 
GGGTGGATCATCGCGGCGTGAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACACTGGGATAACGCACCGAAAGGTGTGCTAATACCGGATAAAG 
TGAACCTTTCGCATGGAAGGATCACCAAAGCTCCGGCGGTACAGGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGGGT 
AGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGC 
AGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTAAGGGAAGATAATGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCTGATAAAGTCCGAGGTGAAAGGCTACGGCTTAACCGTA 
GTAAGCCTTGGAAACTTATCAGCTTGAGTACAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCG 
ACTTTCTGGACTGTTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGG 
TCGAACCTCGGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGTTCGCAAGAATAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAG 
CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTTGACATCCCTTTGACCGCTTCTTAACCGAAGCTTTCCCTTCGGGGACAAAGGTGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCTTTAGTTGCCAGCATTAAGTGGGCACTCTAGAGAGA 
CTGCCGAGGATAACTCGGAGGAANNTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCAGGGCTACACACGTGCTACAATGGGCGGTACAACGGGCAGCAAT 
CTCGCGAGAGCAAGCCAATCCCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGATCAGAATGCCG 
CGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGT TGGGGGCGCCCGAAGTCAGTTATCCAACCGCAAGGAGGCTGCCGAAGGTGAAA 
TCAATGACTGGGGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTCGGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAG 
AGTTTGTCCTGGCTCAGGTGAANCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAATATGCAATCGGAGCTTCGGCAGGAAGATTACATATTTTAGCGG 
CGGACGGGTGAGTAACGTGTGGGCAACCTGCCCTGTACTGTGGAATAATCACTGGAAACGGTGACTAATACCGCATGTCATTGCGAGAGGGCATCCTCTTGCAAG 
AAAAGGATTTATTCGGTACAGGATGGGCCCGCATCTGATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCAACGATCAGTAGCCGACCTGAGAGGGTGATCAG 
GCCACCATTGGGCTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCGCGTGAAGGAAGAA 
GGGTTTCGGCTCGTAAACTTCTATCAACAGGGACGAAAAAAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
GGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGCATGGTAAGTTAGATGTGAAAGCCCGAGGCTTAACCTCGGGATTGCATTTAAAACTATC 
AAGCTAGAGTACAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTTACTGGACTGAAACTG 
ACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGGGGAACCCTCGGTGCCGCA 
GCTAACGCAATAAGCACTCCACCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAAGGCTTGACATCCCTCTGACCGGTGTAGAGATACACCTTCTCTTCGGAGCAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTTAGTAGCCATCATTCAGTTGGGCACTCTAGGGAGACTGCCGTGGATAACACGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCTGGTAACAAAGTGACGCAAAACGGCGACGTCGAGCAAAT 
CACAAAAACCCAGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCATGGGAGT TGGAAGCACCCGAAGTCGGTGACCTGACCGTAAGAAGGAGCCGCCGAAGGTGAAGCCAGCGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGNTGNATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTT 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGTAGCAGCAATGTATCTTAGCGGCGGACGGGTGAGTAACACGTGGGTA 
ACCTGCCTCATAGAGGGGGATAGCCACCNGAAAGGGTNATTAATACCGCATGATGCGGAGCTTGGGCATCCATTAAAGGAGAAATCCGCTATGAGATGGAGATGG 
CCCGCGGACCCATTAGCTAGTTGGTGAGATAGCAGCCCACCAAGGCGACGATGGGTAGCCGATCTGAGAGGATGAACGGCCACATTGGAACTGAGACACGGTCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAGCTCTTTAA 
TCAGGGATGATAATGACAGTACCTGAGGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGT 
AAAGGGTGCGTAGGCGGAAACTTAAGTCAGATGTGAAAGCCCGGGGCTTAACCTCGGGATTGCATTTGAAACTNNNATCTAGAGTGCAGGAGAGGAAAGCGGAAT 
TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGGTGTAGGGGGTATCGACACCCTCTGTGCCGCAGCAAACGCAATAAGCACTCCGCCTGG 
GGACTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCT 
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DES11 16S ribosomal RNA, partial sequenc 
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train DSM 3856 16S ribosomal RNA, part 
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3209975 3210008 73 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 


3211467 3211500 73 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
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DSM 2603 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 
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1869 16S ribosomal RNA, partia 
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gi 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 


Desulfonatronovibrio. 


Pseudomonas 
5 Pseudomonas 


eudomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
seudomonadaceae; 


as. 

Agrobacterium 
8 Agrobacterium 
eae; 


Gluconacetobacter 
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; Gluconacetobacter. 

Phenylobacterium 
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Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 
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ibacterium. 

Gluconacetobacter 
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; Gluconacetobacter. 

Hyphomicrobium 
3 Hyphomicrobium 
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1 Hyphomicrobium 
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teriaceae; 
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0 Antarctobacter 
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59 Pseudomonas graminis Bacteria; 


as. 
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Sphingomonas mali 
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pruni Bacteria; 
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Desulfovibrio 

3 Desulfovibrio 
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Desulfonatronovibrio 


3243444 324494 


6 Desulfonatronovibrio 


571882 Bacteria_16S 


australicum strain IFAM ST1306 16S ribosomal RNA, partial 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; 


571882 Bacteria_16S 


3264344 3264377 73 
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106 gi|219846745 
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vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 


vietnamensis Bacteria; 
Desulfovibrio. 
571882 Bacteria_16S 


strain FB2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
571882 Bacteria_16S 
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571882 Bacteria_16S 


Proteobacteria; 
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IFO 3264 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 
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hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 


hansenii Bacteria; 
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571882 Bacteria_16S 
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3417892 341936 
ales; 


ref|NR_026133.1 
3552654 355413 
illales; Ac 


ref|NR_026118.1 
38 Gluconobacter 
Gluconob 
ref|NR_026107.1 

3590670 359214 


ref|NR_025967.1 


e; Rickettsieae; 


ref|NR_025947.1 
Pseudomon 
ref|NR_025928.1 
Halomonas 
ref |NR_025927.1 
aceae; Halomona 
ref|NR_025902.1 


Neisseria. 
ref|NR_025895.1 

3885428 388697 
sulfuromonadales 


ref|NR_025890.1 
ence 389163 
Oceanospirillale 


robiaceae; 


Acetobacteraceae; 


Pedomicrobium 
2 Pedomicrobium 
Pedomicrobium. 
Desulfovibrio 
8 Desulfovibrio 


Desulfovibrionaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Halomonadaceae; 


Gluconobacter 
7 Gluconobacter 


Acetobacteraceae; 


Gluconacetobacter 
4 Gluconacetobacter 


etobacteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 


Acetobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acetobacter 
8 Acetobacter 
tobacteraceae; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 
seudomonadaceae; 


as. 
Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
Halomonadaceae; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
Ss. 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Geobacter 
3 Geobacter 
; Geobacteraceae; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


ref |NR_025881.1 
3905392 390691 


Pseudomonas 
8 Pseudomonas 


oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


571882 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


571882 Bacteria_16S 


strain NZP 2213 1 


strain gal 1261 1 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
571882 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


571882 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


571882 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


571882 Bacteria_16S 


strain SW-154 16S 
Proteobacteria; G 


571882 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


571882 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


571882 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


571882 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


571882 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


571882 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


571882 Bacteria_16S 


strain KMM 3554 1 


Proteobacteria; Alphapro 
571882 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


571882 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


571882 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


571882 Bacteria_16S 


albertensis strai 
albertensis Bacte 


Acidithiobacillus. 
571882 Bacteria_16S 


strain 520-20 16S 


3966750 3966783 73 106 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3968264 3968297 73 
6S ribosomal RNA, 


106 gi 


3981160 3981193 73 106 gi 


3996049 3996082 73 106 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3997543 3997576 73 106 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


3999033 3999066 73 106 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


4001959 4001992 73 106 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


4018545 4018578 73 106 
ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 
4020091 4020124 73 106 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


gi 


4021636 4021669 73 106 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4023180 4023213 73 106 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


4036914 4036947 73 106 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
4101689 4101722 73 106 gi 
n Sl 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 
4167553 4167586 73 106 gi 
KMM 3584 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 
4169035 4169068 73 
6S ribo 


106 gi 


teobacteria; Rhodobacterales; R 
4170611 4170644 73 106 gi 


345390 345418 73 101 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
358568 358596 73 101 gi 
ain UST950701-009P 16S ribosomal RNA, 

teria; Proteobacteria; Alphaproteobact 


gi 


563822 563850 73 101 
n DSM 14366 16S ribosomal RNA, 
ria; Proteobacteria; 


gi 
partial 
Gammaproteobacter 


somal RNA, partial sequence 4167649 41 


219846248 
sequence 
a; 


219846247 


complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
571882 Bacteria_16S 


obacteriac 
219846238 


6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
571882 Bacteria_16S 


biaceae; 
219846228 


3994645 39960 


Erythrobac 
219846227 
uence 

a; Sphingo: 


219846226 
quence 
ia; Sphing 


v 


219846224 
uence 
a; Sphingo: 


219846211 


4017086 40185 


219846210 
uence 
a; 


219846209 
uence 
a; 


219846208 
equence 
ria; 


219846199 
ence 40355 
onadales; 

219846152 
nce 41002 
les; Neiss 
219846102 
quence 

; Rhodo 


. bac 


219846101 
690 
hodobacter 
219846100 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alteromonad 


265678828 


343905 34542 


illus. 

265678816 
partial se 
eria; Rhod 


265678677 
sequence 
ia; Acidit 


641001 641029 73 
ribosomal RNA, 


101 
complete sequence 


gi 


265678624 


Sphingo 


R 


Alteromonad 


Alteromonad 


Pseud 


ref|NR_025838.1 
3965346 396678 
monadales; Sphin 


ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025828.1 


hizobium/Agrobac 
ref|NR_025818.1 
85 Erythrobacter 
tera Eryth 


monadales; E 
NR_025816.1 
3997630 399906 


omonadales; Eryt 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


ref |NR_025801.1 


ref|NR_025800.1 
4018632 402012 
ales; Altero 


ref|NR_025799.1 
4020178 402167 
ales; Altero 


ref|NR_025798.1 
4021723 402321 
omonadales; Mora 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025692.1 

4166170 416759 
terales; Rhodoba 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref |NR_029133.1 
3 Lactobacillus 


ref 
quen 
obac 


NR_029121.1 
ce 357208 
terales; Rho 


ref |NR_028982.1 
562358 563851 
hiobacillales; A 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 

Mesorhizobium loti 
loti Bacteria; 
um. 

Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 


gomonadaceae; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Chitinibacter 
ibacter tainanensis 
ibacter. 
Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 
Marinobacter excellens 


excellens Bacteria; 


ter. 
Lactobacillus pentosus 
pentosus Bacteria; 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


ref|NR_028929.1 


Pseudomonas kilonensis 


639529 641056 Pseudomonas kilonensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


571882 Bacteria_16S 


gallinifaecis strain Iso 196 16S ribosomal RNA, 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacter 


571882 Bacteria_16S 


anilini strain Anil 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Bacteria; 
571882 Bacteria_16S 
strain IBS 506 16 


571882 Bacteria_16S 
strain IBS 382 16 


571882 Bacteria_16S 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; 
571882 Bacteria_16S 


inexpectatum strain FRR-10 16S ribosomal RNA, partial s 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteri 


Albidovulum. 
571882 Bacteria_16S 


strain H-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


571882 Bacteria_16S 
strain IBS 193 16 


571882 Bacteria_16S 


strain S37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


571882 Bacteria_16S 
strain CreCitl 16 
Proteobacteria; 
571882 Bacteria_16S 


dicarboxylicus strain CreMall 16S ribosomal RNA, partia 
dicarboxylicus Bacteria; 


Propionivibrio. 
571882 Bacteria_16S 


strain N2 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


571882 Bacteria_16S 


strain Nl 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


571882 Bacteria_16S 


pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; 


Halomonas. 
571882 Bacteria_16S 


acetireducens strain DSM 10703 16S ribosomal RNA, partial 
acetireducens Bacteria; 


571882 Bacteria_16S 
strain F9251 16S 


571882 Bacteria_16S 


equigenitalis strain N480/82 16S ribosomal RNA, partial 
equigenitalis Bacteria; 


571882 Bacteria_16S 
strain LMG 18819 
Proteobacteria; 

571882 Bacteria_16S 
strain DSM 5651 1 
Proteobacteria; 
571882 Bacteria_16S 


xylanilyticus strain XE 16S ribosomal RNA, 
xylanilyticus Bacteria; 


571882 Bacteria_16S 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 
Lactobacillales; 


collinoides Bacteria; 
571882 Bacteria_16S 

strain DSM 6736 1 
Firmicutes; 
571882 Bacteria_16S 


Clostridia; 


1657245 1657273 73 


1979822 1979850 73 


2076168 2076196 73 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


2085421 2085449 73 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


2086971 2086999 73 


Gammaproteobacteria; Oceanospirillales; 


2153570 2153598 73 


2155050 2155078 73 


2297903 2297931 73 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


2966194 2966222 73 


3054453 3054481 73 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


3055999 3056027 73 
Proteobacteria; 


3108484 3108512 73 


3109949 3109977 73 


3320603 3320631 73 


3483886 3483914 78 


Firmicutes; 
3894634 3894662 73 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


206717 206744 73 


Proteobacteria; 
893699 893732 73 


16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Burkholderia 


1896597 1896659 37 


6S ribosomal RNA, partial sequence 1895145 18966 
Deltaproteobacteria; Desulfobacterales; 


2071625 2071648 73 


Firmicutes; 
2946626 2946653 73 


Firmicutes; 
3529460 3529487 73 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


Clostridiales; 
3593619 3593652 73 


Deltaproteobacteria; Desulfobacterales; 


101 gi| 219878133 

2084014 20854 

Rhizobiales; Bartonellaceae; 
101 gi|219878132 


Sphingomonadales; 


complete sequence 


complete sequence 


Proteobacteria; 


Clostridia; 


Bacillales; 


101 219878437 
sequence 
ia; Rhiz 
219878209 
19783 


gi 
partial 


101 gi 


101 gi| 219878139 
2074760 20762 


llaceae; 


2085504 20870 
101 219857633 
equence 

a; 


gi 


101 gi| 219857632 
2153652 21550 
Acetobacte 
gi| 219857532 
2296489 22979 
llaceae; 
gi| 219856812 
2964771 29662 
Sphingomon 
gi| 219846886 
3052993 30544 


101 


101 


101 


101 gi| 219846885 |ref|NR_026477.1 

1 sequence 3054533 305602 

Betaproteobacteria; Rhodocyclales; Rhodo 

101 gi|219846850|ref|NR_026442.1 
3107102 31085 

aceae; Rhodovulu 

101 gi|219846849|ref|NR_026441.1 
3108566 31099 

aceae; Rhodovulu 

101 gi|219846706|ref|NR_026298.1 


Gammaproteobacteria; Oc 


106 219846587 
sequenc 
Clostridiales; Cl 
gi|219846299 
3893217 38946 


gi 


101 


100 265678926 
sequence 
Betaproteobacteria; Burkh 


106 gi| 265678449 


gi 


95 gi| 219878267 
Desulfoba 
96 gi| 219878143 
complete sequence 
Paenibacillaceae; 
100 gi| 219856826 
Lactobacillace 
100 gi| 219846557 


Clostridiu 


Alcanivoracaceae; 


Rhodobacterales; 


ref|NR_025576.1 
1655822 165727 
obiales; Brucell 
ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025278.1 


Bartonella. 
ref|NR_025272.1 


Bartonella. 


ref|NR_025271.1 


ref 
2 


NR_025222.1 
152193 215360 


ref|NR_025221.1 
raceae; Rubritep 
ref|NR_025120.1 


Bartonella. 
ref |NR_024631.1 


adaceae; Sphingo 
ref |NR_026478.1 


Formivibrio. 


3319157 332063 
eanospirillales; 


ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_025889.1 


Bartonella. 
ref |NR_029234.1 

205252 206750 
olderiales; Alca 
ref|NR_028751.1 


ceae; Pandoraea. 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref|NR_024645.1 

2945130 294667 
ae; Lactobacillu 
ref|NR_026149.1 


mM. 


106 gi| 219846513 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Sphingopyxis chilensis 


22 Sphingopyxis chilensis Bacteria; 


pyxis. 
Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Halomonas 

3 Halomonas 
Halomonadaceae; 


Clostridium 

2 Clostridium 

ostridium. 

Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Taylorella 

Taylorella 
ligenaceae; Taylorella. 

Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Thermobacillus 
8 Thermobacillus 


Lactobacillus 
8 Lactobacillus 
Ss. 
Clostridium quinii 


95 Clostridium quinii Bacteria; 


ref |NR_026105.1 


Clostridium puniceum 


strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


Clostridium. 


571882 Bacteria_16S 22590 22612 73 95 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

571882 Bacteria_16S 24134 24156 73 95 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571882 Bacteria_16S 24184 24206 73 95 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571882 Bacteria_16S 31831 31853 73 95 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

571882 Bacteria_16S 36271 36293 73 95 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

571882 Bacteria_16S 40669 40691 73 95 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

571882 Bacteria_16S 52983 53005 73 95 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

571882 Bacteria_16S 60545 60567 73 95 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

571882 Bacteria_16S 62093 62115 73 95 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

571882 Bacteria_16S 65063 65085 73 95 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

571882 Bacteria_16S 71094 71116 73 95 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

571882 Bacteria_16S 82957 82979 73 95 gi|265679009|ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

571882 Bacteria_16S 91975 91997 73 95 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

571882 Bacteria_16S 93540 93562 73 95 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

571882 Bacteria_16S 101336 101358 73 95 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

571882 Bacteria_16S 107446 107468 73 95 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

571882 Bacteria_16S 131848 131870 73 95 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

571882 Bacteria_16S 153085 153107 73 95 gi| 265678961 |ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571882 Bacteria_16S 154638 154660 73 95 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

571882 Bacteria_16S 156206 156228 73 95 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571882 Bacteria_16S 157762 157784 73 95 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

571882 Bacteria_16S 185128 185150 73 95 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571882 Bacteria_16S 205147 205169 73 95 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

571882 Bacteria_16S 235666 235688 73 95 gi|265678905|ref|NR_029213.1| Burkholderia graminis 


strain C4D1M 16S ribosomal RNA, partial sequence 


234235 235834 Burkholderia graminis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


571882 Bacteria_16S 237302 237324 73 95 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
571882 Bacteria_16S 238884 238906 73 95 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
571882 Bacteria_16S 242017 242039 73 95 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 
571882 Bacteria_16S 254178 254200 73 95 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 
571882 Bacteria_16S 263081 263103 73 95 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 
571882 Bacteria_16S 270596 270618 73 95 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
571882 Bacteria_16S 284304 284326 73 95 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 
571882 Bacteria_16S 290296 290318 73 95 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
571882 Bacteria_16S 308667 308689 73 95 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
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571882 Bacteria_16S 456872 456894 73 95 gi| 265678747 |ref|NR_029052.1 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
571882 Bacteria_16S 464336 464358 73 95 gi| 265678742 |ref|NR_029047.1 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobac 
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Bacteria; Firmicutes; Bacillales; Bacillaceae; 
323764 323786 73 95 gi| 265678845 
ibosomal RNA, complete sequence 322285 32381 
ridia; Halanaerobiales; Halanaerobiaceae; Haloth 
333143 333165 73 95 gi| 265678839 


omplete se 
ermoanaero 


sequence 
cillaceae; 
sequence 


cteria; 


sequence 


ence 43219 


tes; Bacillales; Paenibacillaceae; Paenibacillus 
435253 435275 73 95 gi| 265678765 
ribosomal RNA, partial sequence 433793 43528 


hewanellac 
265678752 
complete sequence 452220 45376 


265678804 


265678800 


265678793 


Rhi 


ae; 


ermo 
ref 
quen 
bact 


Paen 


ref 


ref 


ref 


eae; 
ref 


381306 38275 


392074 39357 


6 433742 Paeni 


Comamonas. 
4 
NR_029150.1 


thrix. 
NR_029144.1 
ce 33164 


erales; Ther 


iales; Phyl 
NR_029098.1 
5 
ibacillus. 
NR_029077.1 


NR_029071.1 
b 
NR_029070.1 


Shewanella. 
NR_029057.1 


Bacillus 
Bacillus 


Halothermothrix orenii 
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571882 Bacteria_16S 
indolicum strain In04 16S ribosomal RNA, partial sequence 


compl 
Spirochaetal 


485792 487320 Vibri 


Strep 
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ref|NR_029033.1| Spirochaeta 
ce 484221 485741 Spirochaeta 
haetaceae; Spirochaeta. 
ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 
ref|NR_029025.1] Streptococcus 
496622 498127 Streptococcus 
e; Streptococcus. 
ref|NR_029024.1| Hydrogenophaga 
8 499679 Hydrogenophaga defluvii 
mamonadaceae; Hydrogenophaga. 
ref |NR_029023.1| Hydrogenophaga atypica 
6 Hydrogenophaga atypica Bacteria; 
ae; Hydrogenophaga. 
ref|NR_029021.1] Loktanella 
502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029006.1| Anoxybacillus 
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ref|NR_029004.1| Deinococcus indicus 
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einococcus. 
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2 Bacillus drentensis Bacteria; 


gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 

533233 534757 Ottowia thiooxydans Bacteria; 
mamonadaceae; Ottowia. 

gi|265678690|ref|NR_028995.1| Deferribacter abyssi 

542382 543900 Deferribacter abyssi Bacteria; 
Deferribacter. 

gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 


ce 546976 548458 Pseudoalteromonas 


cteria; Alteromonadales; Pseudoalteromonadaceae; 

265678686 |ref|NR_028991.1| Sporomusa aerivorans 
548509 550044 Sporomusa aerivorans Bacteria; 

Sporomusa. 

265678663 |ref|NR_028968.1| Paracoccus 

equence 583422 584837 Paracoccus 

ria; Rhodobacterales; Rhodobacteraceae; 

265678647 |ref|NR_028952.1| Oceanobacillus 

nce 605920 607435 Oceanobacillus picturae 

cillus. 

265678641|ref|NR_028946.1| Vibrio agarivorans 
615203 616744 Vibrio agarivorans Bacteria; 

onaceae; Vibrio. 

265678629 |ref|NR_028934.1| Acetobacterium tundrae 
631874 633351 Acetobacterium tundrae Bacteria; 

Acetobacterium. 

265678628 |ref|NR_028933.1| Fusobacterium equinum 

3 Fusobacterium equinum Bacteria; 

cterium. 

265678625] ref |NR_028930.1| Stenotrophomonas 

ence 637982 639478 Stenotrophomonas rhizophila 

nadales; Xanthomonadaceae; Stenotrophomonas. 

265678621|ref|NR_028926.1| Vibrio lentus strain 

o lentus Bacteria; Proteobacteria; 
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265678592|ref|NR_028897.1| Desulfobacterium 

684774 686292 Desulfobacterium indolicum 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 


571882 Bacteria_16S 687834 687856 73 95 gi|265678591|ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
571882 Bacteria_16S 689385 689407 73 95 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 
571882 Bacteria_16S 719524 719546 73 95 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

571882 Bacteria_16S 764298 764320 73 95 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

571882 Bacteria_16S 765878 765900 73 95 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

571882 Bacteria_16S 771953 771975 73 95 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 


strain Uedal07 16 


S ribosomal RNA, partial sequence 


770475 77198 


3 Cellvibrio japonicus Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

571882 Bacteria_16S 773525 773547 73 95 gi|265678531|ref|NR_028835.1]| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

571882 Bacteria_16S 788918 788940 73 95 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 
strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

571882 Bacteria_16S 802785 802807 73 95 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

571882 Bacteria_16S 824092 824114 73 95 gi|265678497|ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
571882 Bacteria_16S 825637 825659 73 95 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

571882 Bacteria_16S 828696 828718 73 95 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

571882 Bacteria_16S 847027 847049 73 95 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

571882 Bacteria_16S 857451 857473 73 95 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

571882 Bacteria_16S 860572 860594 73 95 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

571882 Bacteria_16S 866642 866664 73 95 gi|265678468|ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

571882 Bacteria_16S 868210 868232 73 95 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

571882 Bacteria_16S 880024 880046 73 95 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 
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acetoxidans DSM 7 
DSM 771 Bacteria; 


571882 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


Clost 
571882 Bacteria_16S 


B 
571882 Bacteria_16S 


osomal RNA, partial sequence 
tes; Clostridia; 


Coriobacteridae; 


Coriobacteriales; 


Coriobacterineae; 


Slackia. 

932353 932375 73 95 gi|265678424|ref|NR_028726.1| Clostridium 
um strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
um Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

938551 938573 73 95 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

940103 940125 73 95 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

943189 943211 73 95 gi|265678417|ref|NR_028719.1| Comamonas terrigena 

16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

944752 944774 73 95 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
somal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

946315 946337 73 95 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
n GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

947879 947901 73 95 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
rain 2Kl1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

949441 949463 73 95 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
bosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

951006 951028 73 95 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
bosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

957169 957191 73 95 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

963373 963395 73 95 gi|265678403|ref|NR_028705.1| Enterococcus 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

966426 966448 73 95 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
is strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
is Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 

994108 994130 73 95 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 

OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
tes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

1004787 1004809 73 95 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 

16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

1010799 1010821 73 95 gi|265678371|ref|NR_028673.1| Shewanella algae 
ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1019880 1019902 73 95 gi|265678365|ref|NR_028667.1| Staphylococcus 
uccinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 

Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1056530 1056552 73 95 gi|265678340|ref|NR_028642.1| Paraliobacillus 
n 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

1064170 1064192 73 95 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
n TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
ria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

1081948 1081970 73 95 gi|265678322|ref|NR_028624.1| Bacillus funiculus 

ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
lales; Bacillaceae; Bacillus. 

1157610 1157632 73 95 gi|228721492|ref|NR_027615.1] Streptobacillus 
12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
a; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

1160635 1160657 73 95 gi|228721485|ref|NR_027608.1| Desulfotomaculum 
71 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 

Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
1165216 1165238 73 95 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 


1163739 1165249 Mitsuokella multacida DSM 20544 
Clostridiales; Veillonellaceae; Mitsuokella. 


571882 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


571882 Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 


571882 Bacteria_16S 


stercorihominis D 
stercorihominis D 


571882 Bacteria_16S 


13501 16S ribosom 
Proteobacteria; B 


571882 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
571882 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


571882 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; 


gallinaceus Bacte 


571882 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


571882 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


571882 Bacteria_16S 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 12363 
Lachnospiraceae; 


Bacteria; 


metallireducens B 


571882 Bacteria_16S 
19172 16S ribosomal RNA, partial sequence 12588 
Deinococcus-Thermus; 


radiopugnans ATCC 
19172 Bacteria; 


571882 Bacteria_16S 
strain UR/MT95 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain LMG 20598 
Proteobacteria; 


lactoaceticus 6A 
Bacteria; 
Sedis; 


cellulosolvens 6 
Bacteria; 


owensensis OL 16S 
Bacteria; 
Sedis; 


subsp. 


Hyphomicrobium. 


Lactobacillales; 
571882 Bacteria_16S 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial 
Lactobacillales; 


Firmicutes; 
571882 Bacteria_16S 

metallireducens strain 853-15 16S ribosomal RNA, partial 
Clostridia; 


Firmicutes; 
Caldicellulosiruptor. 
571882 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 
Firmicutes; Eubacteriaceae; 


571882 Bacteria_16S 


1169722 1169744 73 


pirochaetes; 
1172813 1172835 73 
11002 
11002 


Bacteria; 


1183401 1183423 73 
SM 1724 
SM 17244 Bacteria; 
1193926 1193948 73 

al RNA, complete sequence 
etaproteobacteria; 
1195490 1195512 73 
53 16S 
a; Firmicutes; 


1197042 1197064 73 
eferribacteres; 
1221083 1221105 73 
1225638 1225660 73 


Firmicutes; 
1228686 1228708 73 


ria; 


1230222 1230244 73 


1237845 1237867 73 


Clostridia; 
1245395 1245417 73 


acteria; Firmicutes; 
1260308 1260334 73 


1267899 1267921 73 


1284250 1284272 73 


1285804 1285826 73 

Firmicutes; 
1287360 1287382 73 
1302391 1302413 73 
Clostridia; 
1303913 1303935 73 


Clostridia; 
1305502 1305524 73 


Clostridia; 


1309993 1310015 73 


571882 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 


1311466 1311488 73 


Clostridiales; 


Deinococci; 


Bacillales; 


Clostridiales; 


95 


1293 16S ribosomal RNA, partial sequence 
Spirochaetales; 


95 


16S ribosomal RNA, partial sequence 
Synergistetes; 


95 


4 16S ribosomal RNA, partial sequence 
Firmicutes; 


95 


1192457 1193978 
Burkholderiales; Alcaligenaceae; 


95 


ribosomal RNA, partial sequence 


Clostridia; Thermoanaerobacterales; 


95 


2809 16S ribosomal RNA, partial sequence 
Deferribacterales; 


95 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofustis 


95 


95 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


95 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


95 


95 


99 


95 


Betaproteobacteria; Burkholderiales; Oxalobactera 
571882 Bacteria_16S 


95 


16S ribosomal RNA, partial sequence 1282800 12842 
Betaproteobacteria; Burkholderiales; Burkholderia 
571882 Bacteria_16S 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial 
psychrophilus Bacteria; 
571882 Bacteria_16S 

halotolerans strain YKJ-101 16S ribosomal RNA, partial 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 
571882 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterales; 


95 gi|219846054 

sequence 
Jeotgalicoccus. 

95 gi| 219846053 
sequence 


95 


95 


95 


ribosomal RNA, partial sequence 
Firmicutes; 
Caldicellulosiruptor. 
571882 Bacteria_16S 


Thermoanaerobacterales; 


95 


tolerans strain IFAM I-551 16S ribosomal RNA, partial sequ 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacte 


95 


Spirochaetaceae; 


Synergistia; 


Clostridia; 


Clostridiales; 


Deinococcales; 


228719827 
11682 


gi 


228719312 
11713 


gi 


gi| 228717350 


gi|228715722 


228715634 
11940 


gi 


228715574 
11955 


gi 


Deferribacteraceae; 


gi|219878362 


219878314 
sequence 
Streptococcace 
gi| 219878281 
1227244 12287 


gi 


gi|219878280 
1228770 12302 


gi|219878251 


219857537 
sequence 


gi 


gi| 219846811 


D 
gi| 219846423 
1266430 12679 


gi|219846066 


gi| 219846639 


Thermoa 


gi|219846514 


gi|219846460 
1304017 13055 
Thermoa 


gi|228721488 


228721487 


Spirochaeta. 


Clostridiales; 


Bordetella hinzii LMG 


ref|NR_027585.1 
43 1169775 Spiroc 


ref |NR_027582.1 


Syne 
ref|NR_027562.1 
181973 118343 


Eubact 
NR_027537.1 


b 


ref 


Bordetella. 
ref |NR_027536.1 
29 1195514 Carbox 
Thermoanaerob 


ref|NR_027535.1 
65 1197080 Denitr 
Denitrovi 


ref|NR_025501.1 


ref|NR_025453.1 

1224170 122567 
Streptococcu 
NR_025420.1 


ae; 
ref 


Cellvibri 
ref|NR_025419.1 
Cellvibri 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_026014.1 


ceae; Massilia. 
ref|NR_025656.1 


ceae; Burkholder 
ref|NR_025644.1 
1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref|NR_026231.1 
naerobacterales 
ref|NR_026106.1 


Eubacterium. 
ref|NR_026051.1 


naerobacterales 
ref 


ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


ref 


gi 


Spirochaeta 
haeta smaragdinae DSM 


Dethiosulfovibrio 


45 1172849 Dethiosulfovibrio 
Synergistales; 


rgistaceae; 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Bordetella hinzii LMG 
13501 Bacteria; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Allofustis seminis 


16 Allofustis seminis Bacteria; 


Streptococcus 
1 Streptococcus 
Ss. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Parasporobacterium 
orobacterium paucivorans 
ium. 

Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Deinococcus 
occus radiopugnans ATCC 
einococcus. 
Massilia timonae 


23 Massilia timonae Bacteria; 


Burkholderia hospita 


83 Burkholderia hospita Bacteria; 


ia. 
Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


NR_027610.1 
131006 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 


facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


TGACATCGTAACAAATCCTTCAGAGATCGAGGGAGTGCCCTTCGGGGAATGTTAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCAAACAGTTTGGCTGTGCACTCTAAAGGGACTGCCGATGAGAAATCGGAGGAAGGTGGGGATGACGTCAA 
ATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGC TAGAACAATGAGAAGCAAAACTGCGAAGTGGAGCAAATCTAAAAAACTAGTCCCAGTTC 
GGATTGATGGCTGCAACCCGCCATCATGAAGCCGGAGTTACTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGAGAGTCTGCAACACCCGAAGCCTGTGAGCTAACTATATGAGGCAGCAGTCGAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAT 
CAGAAGTCGCTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGTCCTGGCTCAGGTGAACGGCTGGCGGCGTGCCT 
AACACATGCAAGTCGAGCGAACCGATTTATCGGAAGCCTTCGGTGGAAGATGATGAGGT TAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTACCTTGTACAG 
GGGGATAACAGTCGGAAACGATTGCTAATACCGCATAAAGCTATTTTAAGGCATCTTAGAATAGCCAAAAGATTTATTGGTCACAAGATGGGCCCGCGTCCTGTA 
TTAGCTAGTTGGNGGGGTAAAGGCCTACCAAGGCGACGACTGTAGCCGACCTCAGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGAACTGAGACACGGTCCA 
GACTCCTACGGGAGGCAGCAGTGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTTTC 
GAGGGAAGAAAAATGACGGTACCTCGGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGT 
AAAGGGTGCGTAGGCCAATAAAGTCTAGGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTGGAAACTTATTGGCTTGAGTGCAGGAGAGGAGAGTGGAATTCC 
TAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTCAAACCTCAGTGCCGCACGTAACGCATTAAGCACTCCGCCTGGGGAGTAC 
GCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGACGATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTTGACATC 
CTTATGACCGCTTTTTAACAGAAGCTTTCCCTTCGGGGACAGAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCTTTAGTTGCCAGCATTCGGATGGGCACTCTAGAGAGACTGCCGGGGACAACTCGGAGGAAGGTGGGGGTGACGTCAAATCATCATGC 
CCCTTATGTTCAGGGCTACACACGTGCTACAATGGCCGATACAAAGGGCAGCGAAGGAGTAATCTGGAGCGAATCTCATAAAGTCGGTCTCAGTTCGGATTGTGG 
GCTGAAACTCGCCCACATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGG 
AGTCGGAAGCGCCCGAAGCCAGCTACTTTAACCGAAAGGAGAGAGCTGTCGAAGGTGAAGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 
TGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATTCGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCG 
AACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCAGTCATGGGGGATAACTACGCGAAAGCGTAGCTAATAC 
CGCATACGCCCTGAGGGGGAAAGCGGGGGATCGCAAGACCTCGCGTGATTGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGAC 
GATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACC 
CTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGACGGAAAGAAAACGCTTCCCCTAATACGGGAGGTGGATGACGGTACTG 
TCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTA 
AGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGCACGGCTAGAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCG 
TAGATATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGTCGACTAGTCGTTCGGAGAGGTAACTCACTGAGTGACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCTGGAATCCTTGAGA 
GATCAGGGAGTGCCTTCGGGAGCCAGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTC 
GCTAATTGCCATCATTTGGTTGGGCACTTTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTT 
CACACGTCATACAATGGTCGGTACAGAGGGCTGCCAAAGCGCGAGCTGGAGCCAATCCCTTAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGT 
GAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAG 
TAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCT 
TTATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCAGA 
GCTTGCTCTGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAATCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACCGGATACGAGCTG 
CGACCGCATGGTCAGTAGCTGGAAAGAATTTCGGTCAGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCG 
GCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAA 
CGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGCTGTGAAAACCCGAGGCTCAACCTCG 
GGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGC 
AGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGG 
TCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATAGAGGAAACGTCTGGAAACAGTCGCCCCGCAAGGTCTCTATACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATG 
GGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCT 
GCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGT 
CGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAC 
GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACGTGCCCATA 
ACTCTGGGATAACCTCCGGAAACGGTGGCTAATACTGGATATCTAACATGATCGCATGGTCTGTGTTTGGAAAGATTTTTTGGTTATGGATCGGCTCACGGCCTA 
TCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAG 
CGAAAGTGACGGTACCTGCACAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGATTGGAATTCCTGG 
TGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGATGTGGGGACCATTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACA 
TATACCGGAAACGTTCAGAAATGTTCGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGTCGTATGTTGCCAGCACGTAATGGTGGGAACTCATATGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAATGGGCTGCAATACCGCGAGGTGGAGCGAATCCCAAAAAGCCAGTCTCAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAA 
AGTCGGTAACTCCCGAAGCCGGTGGCCTAACCTTTTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACATGCAAGTCGAGCGAGGAAATTGCTTCGGTAATTTCCTAGCGGCGGACGGGTGAGTAACACGT 
GGGCAACCTGCCTGATAGAGGGGGATAGCCTCCCGAAAGGGAGATTAATACCGCATAAAGTCAAATGAAGGCATCTTCAAATGACCAAAGGAGTAATCCGCTATC 
AGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCT 
CTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACT 
GGGCGTAAAGGGAGCGTAGGCGGATACTTAAGTGGGATGTGAAATACCTGGGCTTAACTTGGGTGCTGCATTCCAAACTGGGTGTCTAGAGTGTTGGAGAGGAAA 
GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTAACTGACGCTGAGGCTCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGGTATCNACTCCCCCTGTGCCGCCGTTAACACAATAAGTACCC 
CGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 


571882 Bacteria_16S 1313007 1313029 73 
pv. juglandis strain LMG 747 16S 
pv. juglandis Bacteria; Proteobacteria; 
Xanthomonas. 
571882 Bacteria_16S 1314555 1314577 73 
brockii subsp. brockii strain HTD4 
Thermoanaerobacter brocki 


Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

571882 Bacteria_16S 1316135 1316157 73 95 gi|228716557|ref|NR_027552.1 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 131617 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571882 Bacteria_16S 1325410 1325432 73 95 gi|219878140|ref|NR_025279.1 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 132544 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; T 
Family III. Incertae Sedis; Caldicellulosiruptor. 

571882 Bacteria_16S 1339106 1339128 73 95 gi|228721484|ref|NR_027607.1 


metallidurans str 
metallidurans CH3 
Cupriavidus. 
571882 Bacteria_16S 
hafniense strain 
DCB-2 Bacteria; Firmicutes; Clostridia; 
571882 Bacteria_16S 1343745 1343767 73 
DSM 9799 16S ribo 
Proteobacteria; 
571882 Bacteria_16S 1360374 1360396 73 
thailandensis strain E264 16S ribosomal 
thailandensis E264 Bacteria; 
Burkholderia; pseudomallei group. 
571882 Bacteria_16S 1361901 1361923 73 
ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae; Acidimicrobium. 
571882 Bacteria_16S 1374014 1374036 73 
strain MT1-641 16 
Proteobacteria; 
571882 Bacteria_16S 
denitrificans str 
denitrificans OS2 
Shewanella. 
571882 Bacteria_16S 
strain STM678 16S 
Proteobacteria; 
571882 Bacteria_16S 
strain B-10-31 16 
Proteobacteria; 
571882 Bacteria_16S 
strain B4P 16S ri 
Proteobacteria; 
571882 Bacteria_16S 


4 Bacteria; 


1342168 1342190 73 


1386095 1386117 73 
17 Bacteria; 


1389115 1389137 73 


1412998 1413020 73 


1425208 1425230 73 


1436052 1436074 73 


antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

571882 Bacteria_16S 1439151 1439173 73 95 gi|224581429|ref|NR_027211.1 
strain S2 16S ribosomal RNA, partial sequence 1437684 14391 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
571882 Bacteria_16S 1466390 1466412 73 95 gi|224581409|ref|NR_027190.1 
strain U120 16S ribosomal RNA, partial sequence 1464924 14664 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
571882 Bacteria_16S 1480044 1480066 73 95 gi| 219878381 |ref|NR_025520.1 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 148010 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

571882 Bacteria_16S 1481608 1481630 73 95 gi|219878371|ref|NR_025510.1 


denitrificans str 
denitrificans K60 
Alicycliphilus. 

571882 Bacteria_16S 


1 Bacteria; 


1492206 1492228 73 


Proteobacteria; 


Proteobacteria; 


10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Ac 


Proteobacteria; 


Proteobacteria; 


95 


Gammaproteobacteria; 


95 


95 


gi 


ribosomal RNA, partial 


gi 


16S ribosomal RNA, 
i subsp. brockii Bacteria; Firmicutes; Clostr 


gi 


DCB-2 16S ribosomal RNA, partial seque 


Clostridiales; 


95 


95 
RNA, 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


95 gi|228719712|ref|NR_027584.1 

complete sequence 1360461 1361925 Acidim 

idimicrobiales; Acidimicro 

95 gi| 228717983 |ref|NR_027569.1 
1372563 1374050 Burkholderia 

rkholderiaceae; Burkholder 

95 gi|228716834|ref|NR_027556.1 

equence 1384632 138613 

Gammaproteobacteria; Alteromonadale 
95 gi|228716720|ref|NR_027554.1 
1387667 1389146 Burkholderia 

rkholderiaceae; Burkholder 

95 gi|224581450|ref|NR_027234.1 

1411537 14130 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; P 


95 


bosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


95 


95 


gi 


gi 


ain 0S217 16S ribosomal RNA, partial s 


gi 


14237411 


gi 


gi 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 


WM1 Bacteria; Firmicutes; Clostridia; 
571882 Bacteria_16S 1498193 1498215 73 
saccharolyticum subsp. 


Halanaerobiales; Halanaerobiaceae; 


Clostridiales; 


95 


cl 
gi 


228721465 
sequence 


228718892 


ain CH34 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


228721140 
nce 13406 


228721107 


somal RNA, partial sequence 1342254 1343799 Ferrimona 
Gammaproteobacteria; Alteromonadales; F 


228720024 


partial sequence 
Betaproteobacteria; 


seudoa 
224581442 
4252 


224581431 
4345 


ain K601 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


219846902 
14907 

ostridiace 

219846665 


saccharolyticum Bacteria; 


Xanthomonadales; 


partial sequence 


Peptococcaceae; 


errimonadaceae; 


ref|NR_027606.1 
1311542 131304 
Xan 


Tad 
9 


ref|NR_02757 


13130 


1337638 133913 
Burkholderiales; 


ref|NR_027603.1 
74 1342203 Desulf 
Desulfitob 
NR_027602.1 
s balearica 
Ferrimonas 
ref|NR_027587.1 

1358923 136041 
Burkholderiales; 


ref 


adaceae; Alg 
ref|NR_027224.1 
Thauera. 

ref |NR_027213.1 
76 1436085 Paenib 


1480151 148165 
Burkholderiales; 


ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 


idia; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Thermoanaerobacter 


4 1314606 


Bacillus subtilis 
3 Bacillus subtilis 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Ferrimonas balearica 
DSM 9799 Bacteria; 

Burkholderia 
0 Burkholderia 

Burkholderiaceae; 


Acidimicrobium 
icrobium ferrooxidans 


bineae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 
lteromon 


icola. 
Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Paenibacillus 
acillus antarcticus 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


sciuri 
sciuri 


Staphylococcus 
0 Staphylococcus 


Alicycliphilus 
2 Alicycliphilus 


Comamonadaceae; 


Clostridium 
idium saccharolyticum 


Halanaerobium 


ref|NR_026257.1 


saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 
1498218 Halanaerobium saccharolyticum subsp. 
Halanaerobium. 


Firmicutes; 


1496733 
Clostridia; 


571882 Bacteria_16S 
strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
571882 Bacteria_16S 
brockii subsp. 


Mesorhizobium. 


2782 Bacteria; 


1504104 1504126 73 95 gi 


1507054 1507076 73 95 gi 


219846475 


219846365 
lactiethylicus strain SEBR 5268 16S ribosomal RNA, 


ref |NR_026067.1 


ref|NR_025956.1 
partial sequenc 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Thermoanerobacter 
e 1505601 1507107 


Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
571882 Bacteria_16S 1516083 1516105 73 95 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
571882 Bacteria_16S 1519089 1519111 73 95 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
571882 Bacteria_16S 1578011 1578033 73 95 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
1584091 1584113 73 95 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 


571882 Bacteria_16S 
strain LMG 22166 


Firmicutes; 


Firmicutes; 


Bacillales; 


Viridibacillus. 
95 gi 


Planococcaceae; 
1585646 1585668 73 


Viridibacillus. 
95 gi 


Planococcaceae; 
1587200 1587222 73 


Bacillus. 


1588759 1588781 73 95 gi 


strain LMG 21727 
Firmicutes; Lacto 


571882 Bacteria_16S 


strain CCUG 47334 


16S ribosomal RNA, partial sequence 1582619 15841 
Bacillales; 
571882 Bacteria_16S 

strain LMG 22165 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 
Bacillales; 
571882 Bacteria_16S 

LMG 22167 16S ribosomal RNA, partial sequence 
Bacillaceae; 
571882 Bacteria_16S 


219878487 
1585730 1587233 Bacillus humi 


219878486 


ref|NR_025627.1 


ref 


NR_025626.1 


ref|NR_025625.1 


16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus 


bacillales; 


1614725 1614747 73 
16S ribosomal RNA, partial sequence 


Enterococcaceae; E 
95 


nterococ 
gi 


Bacteria; 


Bacteria; 


Cellvibrio. 


571882 Bacteria_16S 
auripigmenti strain OREX-4 16S ribosomal RNA, partial s 
auripigmenti Bacteria; 
571882 Bacteria_16S 

CAIM 578 16S ribo 


Bacteria; 


Firmicutes; 


Firmicutes; 


571882 Bacteria_16S 


Firmicutes; 
571882 Bacteria_16S 

strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571882 Bacteria_16S 
strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571882 Bacteria_16S 
CAIM 629 16S ribo 


Firmicutes; 
571882 Bacteria_16S 

strain JK 615 16S 
Clostridia; Clostridiales; Lachnospiraceae; 
571882 Bacteria_16S 
strain DSM 1672 1 


Clostr 
gi 


Clostridia; Clostridiales; 
1654191 1654213 73 95 


Gammaproteobacteria; Xanthomonadales; X 
1655738 1655760 73 95 gi 


Gammaproteobacteria; Xanthomonadales; X 
1658796 1658818 73 95 gi 


1660350 1660372 73 95 

ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
1681639 1681661 77 99 gi 


gi 


Deinococc 
95 gi 


Deinococcus-Thermus; 
1690765 1690787 73 


Plano 
gi 


Bacillales; Planococcaceae; 
1692302 1692324 73 95 


Proteobacteria; Gammaproteobacte 


1693878 1693900 73 95 gi 
Clostrid 


gi 


Firmicutes; Clostridia; 
1700069 1700091 73 95 


1703195 1703217 73 95 gi 
MA-2 16S ribosomal RNA, partial seque 
Bacillales; Bacillaceae; Halobaci 
1733562 1733584 73 95 gi 
ribosomal RNA, partial sequence 
1748835 1748857 73 


95 gi 


Clostridiales; Veillonellaceae; 


cu 


an 


an 


on 


ue 
i; 


ne 
co 


1 


ri 


eq 


ia 


ne 


11 


B 


M 


219878467 


idiales Family 
219878439 
1652728 16542 


219878438 
1654275 16557 


219878436 
somal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
571882 Bacteria_16S 
strain 75-80 16S 
Proteobacteria; 

571882 Bacteria_16S 
mediatlanticus strain TR 16S ribosomal RNA, partial seq 
mediatlanticus Bacteria; 
571882 Bacteria_16S 
rifietoensis strain M8 16S ribosomal RNA, partial seque 
Firmicutes; 
571882 Bacteria_16S 

ostraviensis strain LMG 19434 16S ribosomal RNA, partia 
ostraviensis Bacteria; 


219878435 
1658880 16603 


219878421 


219878414 


219878413 


219878412 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
571882 Bacteria_16S 
karajensis strain 


219878406 


219878386 
1732113 1733587 Butyrivibrio 


219878375 
6S ribosomal RNA, partial sequence 1747351 17488 
Clostridia; 


Ss. 
ref 


XI. Incerta 
ref|NR_025578.1 
thomonadaceae; Thermomon 
ref|NR_025577.1 


thomonadaceae; Thermomon 
ref|NR_025575.1 


ref|NR_025574.1 
aceae; Grimontia. 
ref|NR_025560.1 

1680196 168167 
Thermales; Thermaceae; 
ref|NR_025553.1 
e 1689286 1690816 Planoc 
ccus. 


nce 


ref|NR_025552.1 
1690867 169233 
Pseudomonadales; Pseu 


sequence 
a; 


ref|NR_025551.1 

1692386 169391 
Peptococcaceae; Des 
ref|NR_025547.1 


uence 
les; 


ref|NR_025545.1 
e 1701702 1703230 Haloba 
us. 
ref|NR_025525.1 
utyrivibrio. 
ref|NR_025514.1 


egamonas. 


1753371 1753393 73 95 gi 


219878372 


24 Viridibacillus 


79 Viridibacillus 


NR_025606.1 
1613259 1614770 Helcococcus sueciensis 


arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 
italicus Bacteria; 


Helcococcus sueciensis 


e Sedis; Helcococcus. 
Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Planococcus 
occus rifietoensis 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Halobacillus 
cillus karajensis 


Butyrivibrio hungatei 


hungatei Bacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


ref|NR_025511.1 


Bacillus luciferensis 


strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; Bacillus. 


571882 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


571882 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; 


agaridevorans str 
agaridevorans Bac 


571882 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


571882 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


571882 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; G 


571882 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


571882 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


571882 Bacteria_16S 


decolorationis st 
decolorationis Ba 


571882 Bacteria_16S 


necropolis strain 
necropolis Bacter 


571882 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; 


strain DSM 10404 
Bacteria; Firmicu 


571882 Bacteria_16S 


limicola strain G 
limicola Bacteria 


571882 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


571882 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


571882 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


571882 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


571882 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


571882 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


571882 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


571882 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


571882 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


G 
571882 Bacteria_16S 


1754919 1754941 73 95 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacteria 


1756479 1756501 73 95 gi 


ammaproteobacteria; Oceanospirillales; H 
1779027 1779049 73 95 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1780578 1780600 73 95 gi 
n DSM 1327 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1791054 1791076 73 95 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1794083 1794105 73 95 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1797122 1797144 73 95 gi 


al 
ci 


se 
11 


s 
ae 


on 


ammaproteobacteria; Vibrionales; Vibri 
1801693 1801715 73 95 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1803257 1803279 73 95 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1804825 1804847 73 95 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1815562 1815584 73 95 gi 
osomal RNA, partial sequence 


on 


e 
ni 


ia 
ac 


s 
e; 


an 
1824794 1824816 73 95 gi 
16S ribosomal RNA, complete sequence 

tes; Bacillales; Bacillaceae; Halobaci 
1830794 1830816 73 95 gi 
olChil 16S ribosomal RNA, complete seque 
Proteobacteria; Betaproteobacteria; Rh 
1836847 1836869 73 95 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


11 


, 


ri 


1843099 1843121 73 95 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1847679 1847701 73 95 gi 
train NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


gi 


se 
ct 


1855182 1855204 73 95 gi 
rain CCUG 44365 16S ribosomal RNA, parti 
cteria; Firmicutes; Lactobacillales; Aer 
1858136 1858158 73 95 gi 
Trichoc 


bacillales; Carnobacteriaceae; oc 


219878370 
equence 
Alteromona 


v 


219878369 
6S ribosomal RNA, partial sequence 1755010 17565 
alomonad 
219878351 
sequence 
llaceae; 
219878350 


quence 
aceae; 


219878342 
equence 
Virgib 
219878340 
1792623 17941 


, 


aceae; 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


aceae; 


219878335 
18002 
bacillus 
219878334 
1 sequen 
Bac 
219878333 
equence 
Virgiba 
219878326 
1814099 18155 
Gammaproteobacteria; Xanthomonadales; X 
571882 Bacteria_16S 


eae; 


us. 


219878316 


nce 


a; 


219878307 
1841624 18431 


219878304 


quence 


219878298 
al sequence 
ococcace 
219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


cus. 


1871928 1871950 73 95 

ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
1879507 1879529 73 95 gi 
n CS-K2 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Betaproteobacteria; 
1881093 1881115 73 95 gi 
FKBS1 16S ribosomal RNA, complete seque 
ia; Firmicutes; Clostridia; Clostridiale 
1882674 1882696 73 95 gi 


gi 


ridia; Clostridiales; Veillonellaceae; 


571882 Bacteria_16S 


1884250 1884272 73 95 gi 


219878287 
1870444 18719 


219878282 


nce 


Burkhol 
219878279 


nce 
S; 


odocycla 
219878311 
e sequence 
Rhodo 


eria; Al 


Veill 
219878278 
6S ribosomal RNA, partial sequence 1881182 18827 
Sporomusa 
219878277 


ref|NR_025509.1 

1753455 175495 
dales; Pseu 
ref|NR_025508.1 
aceae; Halomonas 
ref |NR_025490.1 
1777548 177905 
Paenibacillus. 
ref |NR_025489.1 

1779107 178061 
aenibacillus. 
ref|NR_025481.1 

1789570 179108 
acillus. 
ref|NR_025479.1 


P 


ibri 
ref 


Vv oO. 


NR_025477.1 


ibrio. 
ref|NR_025474.1 
19 1801737 Paenib 
ref|NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025472.1 

1803341 180486 
cillus. 
ref|NR_025465.1 


Vv 


Fulvimona 
ref|NR_025459.1 
01 1824836 Haloba 


ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodoc 


ref |NR_025446.1 


ref |NR_025443.1 
1846218 184771 
teromonadales; S 
ref |NR_025437.1 
185372 

ae; Globicatella 
ref|NR_025435.1 
69 Trichococcus 


ref |NR_025426.1 


ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref |NR_025418.1 

1879598 188113 
onellaceae; Prop 
ref|NR_025417.1 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Virgibacillus 
7 Virgibacillus 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Paenibacillus 
acillus stellifer 


Bacillus 
0 Bacillus 


Virgibacillus 
2 Virgibacillus 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
thomonadaceae; 
219878320 
18233 


Ss. 
Halobacillus trueperi 
cillus trueperi 


Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Globicatella 
6 1855215 Globicatella 


Trichococcus palustris 


palustris Bacteria; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Limnobacter 

7 Limnobacter 

lderiaceae; Limnobacter. 
Propionispora 

1 Propionispora 

ionispora. 

Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


ref |NR_025416.1 


Sporomusa malonica 


strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Veillonellaceae; 


Sporomusa. 


571882 Bacteria_ 


strain DSM 3132 
Firmicutes; 


psychrotolerans 
psychrotolerans 


571882 Bacteria_ 


strain DSM 11334 
Proteobacteria; 


571882 Bacteria_ 


strain LMG 1945, 
Proteobacteria; 


Clost 
571882 Bacteria_ 


16S 
1 


1885829 1885851 73 95 gi 
6S ribosomal RNA, partial sequence 188 
ridia; Clostridiales; Veillonellaceae; 
16S 1893505 1893527 73 95 gi 
s 
Bacteria; Firmicutes; Bacillales; Bacil 
16S 1898177 1898199 73 95 gi 
16S ribosomal RNA, partial sequence 189 
Betaproteobacteria; Burkholderiales; Al 
16S 1899720 1899742 73 95 gi 


Betaproteobacteria; Burkholderiales; Al 


train DSM 11706 16S ribosomal RNA, parti 
laceae; 
ca 


R8846 16S ribosomal RNA, partial sequenc 
ca 


219878276 
4339 18858 
Ss 
219878269 
al seque 
Ba 
219878265 
6710 18982 
ligenace 
219878264 
e 18982 
ligenace 


ref|NR_025415.1 


ref 
nce 
eill 

ref 


NR_025408.1 

189204 
us. 
NR_025404.1 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 


571882 Bacteria_16S 
sanguinicola stra 
sanguinicola Bacteria; 
571882 Bacteria_16S 

strain DSM 12654 
Firmicutes; Bacil 
571882 Bacteria_16S 
strain 2693 16S r 
Proteobacteria; 
571882 Bacteria_16S 
nitrativorans str 
nitrativorans Bac 
571882 Bacteria_16S 
fujisawaense stra 


Methylobacterium. 
571882 Bacteria_16S 
strain LMG 18435 

Firmicutes; Bacil 
571882 Bacteria_16S 
strain LMG 18419 

Firmicutes; Bacil 
571882 Bacteria_16S 
strain Se-1111R 1 
Proteobacteria; 
571882 Bacteria_16S 
frisingense strai 
frisingense Bacte 
Herbaspirillum. 
571882 Bacteria_16S 
strain 581 16S r 
Firmicutes; Bacil 
571882 Bacteria_16S 
phenolica strain 
Bacteria; 
571882 Bacteria_16S 


macestii strain M-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovib 


Bacteria; Proteob 
571882 Bacteria_16S 
jannaschiana stra 


571882 Bacteria_16S 
hesperidum strain 
Bacteria; 
571882 Bacteria_16S 


paucivorans strain 2992-95 16S ribosomal RNA, partial s 


paucivorans Bacteria; 
571882 Bacteria_16S 
broegbernensis st 


broegbernensis Bacteria; 


Pseudoxanthomonas. 
571882 Bacteria_16S 
nitritireducens s 
nitritireducens B 
Stenotrophomonas. 
571882 Bacteria_16S 
strain B1953/27.1 


lales; 


lales; 


lales; 


acteria; 


1909777 1909799 73 


Firmicutes; 
1912794 1912816 73 


Planococcaceae; 
1931276 1931298 73 


1937244 1937266 73 


Proteobacteria; 
1940225 1940247 73 


1941769 1941791 73 


Bacillaceae; 


1943314 1943336 73 


1947968 1947990 73 


1972018 1972040 73 


1975120 1975142 73 


Planococcaceae; 


1976699 1976721 73 


1978252 1978274 73 


2013831 2013861 76 


2033126 2033148 73 


2040834 2040856 73 


Firmicutes; 
2042392 2042414 73 


Proteobacteria; 


2043952 2043974 73 


2045527 2045549 73 


Proteobacteria; 


95 


in CCUG 43001 16S ribosomal RNA, parti 
Lactobacillales; Aeroc 


95 


16S ribosomal RNA, partial sequence 1911333 19128 
Ureibacillus. 


95 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Mor 


95 


ain 23310 16S ribosomal RNA, partial s 
teria; 


in DSM 5686 16S ribosomal RNA, partial 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacte 


equence 
Betaproteobacteria; Burkh 
95 gi| 219878235 
sequence 

ria; Rhizo 

95 gi| 219878234 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


95 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillaceae; 


95 


6S ribosomal RNA, partial sequence 1946525 19480 
Betaproteobacteria; Burkholderiales; Al 


95 


n GSF30 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteri 


95 


ibosomal RNA, partial sequence 


lales; Marinibacillus. 


95 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterale 


95 


106 


in ATCC 33883 16S ribosomal RNA, parti 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacte 


95 


FR-11 16S ribosomal RNA, partial sequ 
Firmicutes; Bacillales; Alicyclobacillaceae; 


95 


Lactobacillales; Aerococcaceae; 


95 


rain B1616/1 16S ribosomal RNA, partia 
Gammaproteobac 


95 


train L2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


95 


Paenibacillus. 


219878257 
al sequenc 
occaceae 
219878255 


gi 


gi 


gi|219878241 
1929813 19313 
itellace 


gi| 219878237 


gi|219878233 


gi| 219878230 
caligenace 
gi|219878214 


a; Burkhol 
gi|219878212 
1973642 19751 


219878211 
19752 
S; 
219878210 
19767 
rionales 
219878187 
al sequenc 
ria; Rhodo 
219878174 
ence 20316 
Alicycloba 
219878168 
equence 


gi 


gi 


gi 


gi 


gi 


219878167 
1 sequence 
teria; Xan 


gi 
gi| 219878166 
Xa 


219878165 
20440 


gi 


ref 


ref 


ref 


ae; 


ref 


ref 


bial 


ref 


ref 


ref 


ae; 
ref 


deri 


ref 


ref 


ref 


; De 


ref 


ref 


cill 


ref 


ref 


ref 


e 1908318 19098 
; Ae 


21 Ureibacillus 


1935800 19372 
olde 


1938810 19402 


47 Paenibacillus 


1970584 19720 


15 1976722 Desul 
Desulfobacterac 


73 1978275 Desul 
e 2012455 201386 
bacterales; 
81 2033165 Alicyc 


2039358 20408 


2040918 20424 
thomonadales; 


2042490 20440 
nthomonadales; 


NR_025396.1 
1 
rococcus. 
NR_025394.1 


NR_025380.1 


Moritella. 
NR_025376.1 
9 
riales; Comal 
NR_025374.1 
4 
es; Methylob 


NR_025373.1 


NR_025372.1 


NR_025369.1 


Bordetella. 
NR_025353.1 
4 
ales; Oxalob 


NR_025351.1 


NR_025350.1 
£ 


NR_025349.1 
£ 
sulfomicrobi 
NR_025326.1 


Hyph 
NR_025313.1 


us. 
NR_025307.1 
6 
osicoccus. 
NR_025306.1 
3 
Xa 
NR_025305.1 
0 
Xx 


NR_025304.1 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 
poromusa. 


Bacillus 
0 1893527 Bacillus 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Aerococcus 
6 Aerococcus 


Ureibacillus terrenus 


terrenus Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Methylobacterium 


9 Methylobacterium 
acteriaceae; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 

Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Hyphomonas 

4 Hyphomonas 

omonadaceae; Hyphomonas. 
Alicyclobacillus 

lobacillus hesperidum 


Dolosicoccus 
7 Dolosicoccus 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Luteimonas mephitis 


Proteobacteria; 


571882 Bacteria_ 


strain KK19 16S 
Firmicutes; Baci 


16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Xanthomonadales; X 
16S 2048664 2048686 73 95 gi 
ribosomal RNA, complete sequence 
llales; Paenibacillaceae; 


Paenibacillus. 


anthomonad 
219878160 
2047168 2048707 Paenibacillus borealis Bacteria; 


53 2045572 Luteimonas mephitis Bacteria; 
aceae; Luteimonas. 


ref|NR_025299.1| Paenibacillus borealis 


571882 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


571882 Bacteria_16S 
6S ribosomal RNA, partial sequence 2050314 20 


strain DSM 5192 1 
Firmicutes; Clost 


571882 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


571882 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 


571882 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


571882 Bacteria_16S 


strain 63 16S rib 
Proteobacteria; G 


571882 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


571882 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


571882 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


571882 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


571882 Bacteria_16S 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


571882 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


571882 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


571882 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


571882 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


571882 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


571882 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


571882 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


Pseudoxanthomonas. 
571882 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


571882 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


kribbensis strain 
Bacteria; Firmicu 


eria; 
571882 Bacteria_16S 


tes; 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2156553 2156575 73 95 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 
Rubrobacter. 
2161078 2161100 73 
in PA 5 
eria; P 


qu 
Ru 


95 gi 
1 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


qu 
ri 


2173378 2173400 73 95 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2185413 2185435 73 95 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


se 


qu 
ia 


2190018 2190040 73 95 gi 


ammaproteobacteria; Alteromonadales; She 
2226242 2226264 73 95 gi 
in AM141 16S ribosomal RNA, partial se 
Firmicutes; Bacillales; Paenibac 
2227803 2227825 73 95 gi 
AM49 16S ribosomal RNA, partial seque 
Bacillales; Paenibacillaceae; Pae 


qu 
il 


nc 
ni 


571882 Bacteria_16S 


ridia; Clostridiales; Veillonellaceae; Anaerosinus. 

2068511 2068533 73 95 gi| 219878145 |ref|NR_025284.1 
ibosomal RNA, partial sequence 2067059 20685 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

2070043 2070065 73 95 gi|219878144|ref|NR_025283.1 
ribosomal RNA, partial sequence 2068593 20700 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

2074678 2074700 73 95 gi|219878141|ref|NR_025280.1 


bosomal RNA, partial sequence 2108290 21097 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
2115813 2115835 73 95 gi| 219857658 |ref|NR_025247.1 


ibosomal RNA, partial sequence 2114343 21158 
lales; Planococcaceae; Planococcus. 
2117354 2117376 73 95 gi| 219857657 |ref|NR_025246.1 
DSM 6810 16S ribosomal RNA, partial sequence 2115900 211739 
a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
2120418 2120440 73 95 gi|219857655|ref|NR_025244.1 


2118933 21204 


lales; Bacillaceae; Halobacillus. 

2124914 2124936 73 95 gi|219857652|ref|NR_025241.1 
ribosomal RNA, partial sequence 2123444 21249 
lales; Bacillaceae; Bacillus. 

2126470 2126492 73 95 gi|219857651|ref|NR_025240.1 


2125001 21265 


219857631 


219857628 


219857620 


219857609 


219857606 
6S ribosomal RNA, partial sequence 2188558 21900 
wanellac 
219857582 


219857581 


518 


54 Halobacillus 


ref|NR_025220.1 
2155131 215660 
rales; Rubrobact 


ence 
brobacte 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ence 
a; Rhodo 


ref |NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025198.1 

2183928 218546 
monadales; Xanth 


21719 
udomonad 


ence 
Xantho: 


’ 


ref|NR_025195.1 


eae; Shewanella 
ref 
ence 

laceae; Paenibacill 
ref|NR_025169.1 


29 2227839 P 


e 22263 
bacillus 


2255216 2255238 73 95 gi 


219857563 


ref|NR_025151.1 


2050227 2050249 73 95 gi|219878159|ref|NR_025298.1| Anaeroarcus 
n DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
ria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 
2051788 2051810 73 95 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 


54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
acteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

2092969 2092991 73 95 gi|219878128|ref|NR_025267.1| Shewanella baltica 
osomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2094522 2094544 73 95 gi|219878126|ref|NR_025265.1| Thermomonas 
rain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
cteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

2096067 2096089 73 95 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2109719 2109741 73 95 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Microbulbifer 
0 Microbulbifer 


monadaceae; 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Rubrobacter 
6 Rubrobacter 
erineae; 


Swaminathania 
2 Swaminathania 
tobacteraceae; 


Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Pseudoxanthomonas 

6 Pseudoxanthomonas 
omonadaceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Sporanaerobacter 


acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Sporanaerobacter. 


Incerta 


e Sedis; 


571882 Bacteria_1 


strain ATCC 29178 
Firmicutes; 


Firmicutes; 


strain DSM 11853 
Proteobacteria; 


Bacteria; 


Pseudoalteromonas 


571882 Bacteria_16S 


strain KF46F 16S 
Proteobacteria; 

Proteobacteria; 

strain KCTC 12005 
Proteobacteria; 
Bacteria; 
acidaminiphila st 


acidaminiphila Ba 
Stenotrophomonas. 


571882 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


571882 Bacteria_16S 


strain IPT10 16S 


Proteobacteria; B 


strain YKJ-10 16S 
Firmicutes; Bacil 


571882 Bacteria_16S 


strain LMG 16225 
Proteobacteria; B 
caledonica strain 
caledonica Bacter 


yonseiensis strai 
Bacteria; Firmicu 


571882 Bacteria_16S 
SW28 16S ribosomal RNA, partial seque 
Planococcaceae; 


aquimarina strain 
Bacteria; Firmicu 


571882 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


571882 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


571882 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


571882 Bacteria_16S 


Lacto 
571882 Bacteria_1 
strain SK-1 16S r 
Bacil 
571882 Bacteria_1 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 
571882 Bacteria_1 


B 


B 


B 


6S 2259832 2259854 73 


bacillales; 
6S 2267621 2267643 73 


lales; Bacillaceae; 
6S 2273720 2273742 73 


teria; Proteobacteria; 


6S 2275275 2275297 73 


2276809 2276831 73 


2291915 2291937 73 


eria; Proteobacteria; 


2305433 2305455 73 
ribosomal RNA, partial 


2308528 2308550 73 


2316075 2316097 73 


2319068 2319090 73 


2320660 2320682 73 
cteria; 


2326724 2326746 73 


p. leptospartum strain 


Clostridium stercorarium subsp. 


lostridium. 
2331164 2331186 73 
ribosomal RNA, partial 


2382665 2382687 73 


lales; Bacillaceae; 
2385697 2385719 73 


2387223 2387245 73 


2388765 2388787 73 
tes; Clostridia; 
2399340 2399362 73 
tes; Bacillales; 
2411596 2411618 73 
6S ribos 
etaproteobacteria; 
2413163 2413185 73 
ain AML- 
teria; Proteobacteria; 
2414727 2414749 73 
S riboso 
ammaprot 
2416285 2416307 73 


ibosomal RNA, partial sequence 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
571882 Bacteria_16S 


Proteobacteria; 


mal RNA, partial sequence 
eobacteria; Methylococcales; M 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


ain KMM 3549 16S ribosomal RNA, partia 


16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Bu 
571882 Bacteria_16S 
campinensis strai 
Proteob 
571882 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 


n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


in NCIMB2033 16S ribosomal RNA, partia 


etaproteobacteria; Burkholderiales; Co: 
571882 Bacteria_16S 
strain K24 16S ri 
B 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
571882 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
Proteob 
571882 Bacteria_16S 
rain AMX 19 16S ribosomal RNA, partial 


acteria; Gammaproteobacteria; Xanthomo 


etaproteobacteria; Burkholderiales; Bu 
571882 Bacteria_16S 
ribosomal RNA, partial sequence 
Bacillus. 


95 gi 


16S ribosomal RNA, partial sequence 2384259 23857 
etaproteobacteria; Burkholderiales; Bu 
571882 Bacteria_16S 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
571882 Bacteria_16S 


95 gi 


95 gi 


n KBl 16S ribosomal RNA, partial seque 
Thermoanaerobacterale 


95 gi 


95 gi 


omal RNA, partial sequence 2410156 24116 
Burkholderiales; 


95 gi 


D4 16S ribosomal RNA, partial 
Gammaproteobact 


95 gi 


95 gi 


2381197 23827 


Sporo 


Te 


2413261 24147 


219857470 


rkholderia 
219857469 
sequence 


v 


219857468 
nce 23873 
s; Thermoa 
219857461 
nce 23978 
sarcina. 

219857453 


pidimonas. 
219857452 
sequence 

eria; Meth 


219857451 


ethylococc 
219857450 


Burkholderia 


naer 


yloc 


ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
les; Burkhol 
ref|NR_025056.1 
07 2388807 Thermo 
obacteraceae 
ref |NR_025049.1 
69 2399376 Sporos 


ref |NR_025041.1 


ref|NR_025040.1 

2411699 241321 
occales; Met 
ref |NR_025039.1 


aceae; Methylosa 
ref|NR_025038.1 


inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


95 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
2258345 2259880 Streptococcus iniae Bacteria; 
Streptococcus. 
95 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
2266147 2267657 Geobacillus toebii Bacteria; 
Geobacillus. 
95 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
1 sequence 2272329 2273774 Pseudoalteromonas 
Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
95 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
rkholderiaceae; Cupriavidus. 

95 gi|219857549|ref|NR_025137.1| Cupriavidus 
nce 2275359 2276842 Cupriavidus campinensis 
riales; Burkholderiaceae; Cupriavidus. 

95 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
1 sequence 2290487 2291969 Pseudoalteromonas 

Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
95 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
mamonadaceae; Xenophilus. 

95 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 

2307079 2308560 Pigmentiphaga kullae Bacteria; 
caligenaceae; Pigmentiphaga. 

95 gi|219857519|ref|NR_025107.1| Comamonas koreensis 

2314634 2316097 Comamonas koreensis Bacteria; 
mamonadaceae; Comamonas. 

95: gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
ence 2317582 2319121 Pseudoxanthomonas mexicana 
nadales; Xanthomonadaceae; Pseudoxanthomonas. 

95 gi|219857516|ref|NR_025104.1| Stenotrophomonas 

sequence 2319172 2320713 Stenotrophomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
95 gi|219857512|ref|NR_025100.1| Clostridium 
ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
95 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
rkholderiaceae; Burkholderia. 

95 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Sporosarcina 
arcina aquimarina 


v 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Desulfovibrio 


2414827 241631 


0 Desulfovibrio 


571882 Bacteria_ 


chinjuensis strai 
Firmicu 


Bacteria; 
571882 Bacteria_ 


peptidivorans str 
peptidivorans Bac 


571882 Bacteria_ 


psychrophilus str 
psychrophilus Bac 


Methylobacter. 
571882 Bacteria_ 


koreense strain J 
Firmicu 


Bacteria; 
571882 Bacteria_ 


olivapovliticus s 
olivapovliticus B 


571882 Bacteria_ 


strain Z-2189 16S 
Clost 
571882 Bacteria_16S 


Firmicutes; 


strain 3CB-1 16S 


16S 2432861 2432883 73 95 gi 


tes; 
16S 


Bacillales; Paenibacillaceae; 
2435902 2435924 73 95 gi 
teria; Firmicutes; Clostridia; 
16S 2440468 2440490 73 95 
ain Z-0021 16S ribosomal RNA, 

teria; Proteobacteria; 


gi 


16S 2445061 2445083 73 95 gi 


tes; 
16S 


Bacillales; Planococcaceae; 
2449645 2449667 73 95 gi 
acteria; 
16S 


Firmicutes; Lactobacillales; 
2467852 2467874 73 95 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2499285 2499307 73 95 gi 
ribosomal RNA, partial sequence 


n WN9 16S ribosomal RNA, partial seque 
Pae 


ain TMC4 16S ribosomal RNA, partial se 
Clostri 


complete 
Gammaproteobact 
G07 16S ribosomal RNA, partial sequenc 


Plano: 


train WW2-SN4a 16S ribosomal RNA, part 


219857436 
nce 
ni 
219857431 
quence 
diales; 
219857428 
sequence 
er 


219857423 
e 
microbium. 

219857420 
ia 
Ca 
219857405 


2466381 24678 
ostridiu 


CL 
219857384 


2497830 24993 


24314 
bacillus. 


cl 


ia; Meth 


24435 


1 sequen 
rnobacte 


ref |NR_025024.1 
10 2432897 Paenib 


Paenibacillus 
acillus chinjuensis 


Clostridium 
3 Clostridium 
ostridium. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


ref|NR_025019.1 
2434473 243595 
ostridiaceae; Cl 
ref|NR_025016.1 
2438995 244052 
ylococcales; Met 


ref|NR_025011.1| Planomicrobium 
92 2445097 Planomicrobium koreense 


Alkalibacterium 
1 Alkalibacterium 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalibacterium. 

ref |NR_024993.1| Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 

m. 
ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

571882 Bacteria_16S 2508469 2508491 73 95 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

571882 Bacteria_16S 2520581 2520603 73 95 gi|219857364|ref|NR_024952.1| Slackia exigua strain 


ATCC 700122 16S r 
Cc 
571882 Bacteria_16S 
alkaliphilum stra 
Firmicu 
571882 Bacteria_16S 


Actinobacteria; 


Bacteria; 


strain LMG 3413 1 
Proteobacteria; 


strain CCUG 2113 
Proteobacteria; 
Firmicutes; 


strain ILE-3 16S 
Synergistetes; 


acidaminophilum s 


acidaminophilum B 
571882 Bacteria_16S 
acidaminophila st 
acidaminophila Ba 
571882 Bacteria_16S 
methoxybenzovoran 
methoxybenzovoran 
571882 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


571882 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


571882 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


571882 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


571882 Bacteria_16S 


B 


B 


Synergistia; 
571882 Bacteria_16S 
train DSM 3953 16S ribosomal RNA, part 
Clost 


ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; 


2528134 2528156 73 95 gi 


tes; Clostridia; Clostridiales; 


2532716 2532738 73 95 gi 


2544182 2544204 73 95 gi 


2545743 2545765 73 95 gi 


2559563 2559585 73 95 gi 
Clostridiales; Eubacteriaceae; 
2561066 2561088 73 95 gi 
ribosomal RNA, partial sequence 
Synergistales; 
2565658 2565680 73 95 gi 
acteria; Firmicutes; Clostridia; 
2567237 2567259 73 95 gi 
cteria; Firmicutes; Clostridia; 
2573326 2573348 73 95 gi 
s Bacteria; Firmicutes; 
2587171 2587193 73 
in MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 
2590278 2590300 73 95 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
2591856 2591878 73 95 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
2616531 2616553 73 


Clostridia; 


95 gi 


95 gi 


ridia; Clostridiales; 
2625729 2625751 73 


95 gi 


Cori 


in S1 16S ribosomal RNA, partial seque 
Peptoc 


CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 


Synergistace 


rain DSM 3853 16S ribosomal RNA, parti 
Clostr 


s strain SR3 16S ribosomal RNA, partia 
fenk 


complete se 
Gammaprote 


Enterococ 


Enterococ 


2519150 25206 
acterine 


ob 
219857359 
nce 
occaceae; 

219857356 


6S ribosomal RNA, partial sequence 2531266 25327 
etaproteobacteria; Burkholderiales; Bu 
571882 Bacteria_16S 
palleronii strain 
palleronii Bacter 
571882 Bacteria_16S 


rk 
219857348 
sequence 


, 


219857347 


16S ribosomal RNA, partial sequence 2544276 25457 
etaproteobacteria; Burkholderiales; Co: 
571882 Bacteria_16S 
strain SR12 16S ribosomal RNA, partial sequence 
Clostridia; 
571882 Bacteria_16S 


ma 
219857338 


2558106 25596 
bacteriu 


Eu 
219857337 


2559665 25611 
Aminob 


ae; 
219857291 
ia 
ridiales; 
219857290 
al 
id 
219857286 
1 
os 
219857277 
quence 
obacteria; 
219857275 
25888 
cus. 
219857274 
25903 
cus. 
219857255 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fa 


mily XII. 
219857248 


25266 


holderia 


Burkhold 


monadace 


1 sequen 
sequenc 
iales; V 


sequence 
tridiale 


14 Slackia exigua ATCC 700122 Bacteria; 
ae; Coriobacteriaceae; Slackia. 
ref|NR_024947.1] Desulfotomaculum 
73 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 
ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024936.1|] Hydrogenophaga 
2542716 2544225 Hydrogenophaga 
eriales; Comamonadaceae; Hydrogenophaga. 
ref |NR_024935.1| Acidovorax facilis 
86 Acidovorax facilis Bacteria; 
ae; Acidovorax. 
ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 
m. 
ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 
acterium. 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024917.1 
2571864 257337 
s; Clostridiacea 
ref |NR_024908.1 
2585691 258722 
Oceanospirillal 
ref |NR_024906.1 
00 2590328 Entero 


Eubacterium 

8 Eubacterium 
Eubacterium. 
Anaeromusa 

8 Anaeromusa 
Anaeromusa. 
Clostridium 

7 Clostridium 

e; Clostridium. 
Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


ref|NR_024905.1 
79 2591887 Entero 


ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024878.1| Rhodanobacter 


lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Rhodanobacter. 


571882 Bacteria_16S 2628815 2628837 73 95 gi 
halotolerans strain NN 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilib 
571882 Bacteria_16S 2644095 2644117 73 95 gi 
campinasensis strain 324 16S ribosomal RNA, partial seq 
campinasensis Bacteria; Firmicutes; Bacillales; Paeniba 
571882 Bacteria_16S 2645629 2645651 73 95 gi 
intermedia strain S1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
571882 Bacteria_16S 2680183 2680205 73 95 gi 
juripiscarius strain IS40-3 16S ribosomal RNA, partial 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacilla 
571882 Bacteria_16S 2681725 2681747 73 95 gi 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partia 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; 
571882 Bacteria_16S 2697969 2697991 73 95 gi 
voinovskiensis strain TH13 16S ribosomal RNA, partial s 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ano 
571882 Bacteria_16S 2699523 2699545 73 95 gi|219857189 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacil 
Bacillales; Bacillaceae; Bacillus. 

571882 Bacteria_16S 2705604 2705626 73 95 gi 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lact 
571882 Bacteria_16S 2707159 2707181 73 95 gi 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial s 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacilla 
571882 Bacteria_16S 2723644 2723666 73 95 gi 
pomorum strain 3A 16S ribosomal RNA, partial sequence 

Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicycloba 
571882 Bacteria_16S 2726739 2726761 73 95 gi|219857170 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 27267 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571882 Bacteria_16S 2750402 2750424 73 95 gi 
nitroreducens strain NA10B 16S ribosomal RNA, partial s 
nitroreducens Bacteria; Proteobacteria; Betaproteobacte 
Diaphorobacter. 
571882 Bacteria_16S 2786691 2786713 73 95 gi 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, part 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicy 
571882 Bacteria_16S 2788270 2788292 73 95 gi 
herbarius strain CP-1 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicycloba 
571882 Bacteria_16S 2845574 2845596 73 95 gi|219856894 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borre 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi g 
571882 Bacteria_16S 2848662 2848684 73 95 gi|219856892 
strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 28487 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
571882 Bacteria_16S 2850219 2850241 73 95 gi|219856891 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
571882 Bacteria_16S 2851788 2851810 73 95 gi| 219856890 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudo 
Pseudomonas. 
571882 Bacteria_16S 


219857246 
nce 26273 
acillus. 
219857229 
uence 
cillaceae; 
219857228 
e 26441 
riales; 
219857203 
sequence 
ceae; 
219857202 
1 sequence 
Carnobacte 
219857190 
equence 


219857185 
sequence 
obacillace 

219857184 
equence 
le 

219857173 
27221 


219857154 
equence 
ria; Burkh 


219857126 
ial sequen 
clobacilla 
219857125 
ce 27867 


’ 


219856886 
28565 
adales; X 
19856883 
sequence 
Burkhol 
19856880 
equence 

Alteromon 


2858036 2858058 73 95 gi 
strain ATCC 33616 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
571882 Bacteria_16S 2862634 2862656 73 95 gi 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partia 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteri 
571882 Bacteria_16S 2867258 2867280 73 95 gi 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; 
Marinobacterium. 
571882 Bacteria_16S 2868806 2868828 73 95 gi 
huttiense strain ATCC 14670 16S ribosomal RNA, partial 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; 
Herbaspirillum. 


n 
2 

1 

a; 
2 


’ 


219856879 
sequence 
Burkholde 


Co: 


Lent 


s Family 


ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024857.1 

2642624 264413 
Paenibacillus. 
ref|NR_024856.1 
82 2645662 Hydro 
mamonadaceae; H 
ref |NR_024831.1 

2678696 268021 
ibacillus. 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
9800 
NR_024817.1 
asahii Bacte 


NR_024813.1 
2704122 270562 
ae; Lactobacillu 
NR_024812.1 
2705678 270719 
XII. Incertae S 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref |NR_024798.1 


ref |NR_024782.1 
2748935 275045 
olderiales; Coma 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref |NR_024713.1 
lia sinica Bacte 
roup 
ref 


NR_024711.1 


ae; Delftia. 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref |NR_024709.1 

2850317 285183 
monadales; Pseud 


ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_024699.1 

2865789 286730 
adales; Alteromo 


ref|NR_024698.1 
2867356 286884 
riales; Oxalobac 


571882 Bacteria_16S 2870380 2870402 73 95 gi| 219856878 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial seq 


g 
y 


Gracilibacillus 
ibacillus halotolerans 


Paenibacillus 
1 Paenibacillus 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Lentibacillus 
9 Lentibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Anoxybacillus 
1 Anoxybacillus 

Bacillus asahii strain 
ria; Firmicutes; 


Lactobacillus 
7 Lactobacillus 
s. 
Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Alicyclobacillus 
lobacillus pomorum 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Borrelia sinica strain 
ria; Spirochaetes; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 

5 Pseudomonas 
omonadaceae; 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Marinobacterium 

5 Marinobacterium 
nadaceae; 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


ref |NR_024697.1 
uence 286889 


Bacillus 
6 2870426 Bacillus 


weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 


571882 Bacteria_16S 
strain DSM11031 1 
Firmicutes; Bacil 
571882 Bacteria_16S 
strain IFO15566 1 
Firmicutes; Bacil 
571882 Bacteria_16S 


naganoensis strain ATCC53909 16S ribosomal RNA, partial 
Bacillales; 


naganoensis Bacteria; 
571882 Bacteria_16S 

strain IFO15718 1 
Firmicutes; Bacil 
571882 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
571882 Bacteria_16S 


IFO15715 16S ribosomal RNA, partial sequence 
laceae; 


Bacillales; Bacil 
571882 Bacteria_16S 
strain JCM9731 16 
Firmicutes; Bacil 
571882 Bacteria_16S 
strain JCM9070 16 
Firmicutes; Bacil 
571882 Bacteria_16S 


lales; 


lales; 


lales; 


lales; 


lales; 


2871960 2871982 73 


Bacillaceae; 
2873538 2873560 73 


Bacillaceae; 
2875126 2875148 73 


Firmicutes; 
2876702 2876724 73 


Bacillaceae; 
2878284 2878306 73 


DSM4771 16S ribosomal RNA, 
Firmicutes; 


2879850 2879872 73 


Bacillus. 
2881415 2881437 73 


Bacillaceae; 
2882967 2882989 73 


Bacillaceae; 
2893469 2893491 73 


Bacillales; 


95 


6S ribosomal RNA, partial sequence 
Bacillus. 


95 


6S ribosomal RNA, partial sequence 
Bacillus. 


95 


95 


6S ribosomal RNA, partial sequence 2875223 28767 
Bacillus. 


95 


95 


95 


S ribosomal RNA, partial sequence 
Bacillus. 


95 


S ribosomal RNA, partial sequence 
Bacillus. 


95 


strain S-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
571882 Bacteria_16S 


flavithermus strain DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


flavithermus Bacteria; 
571882 Bacteria_16S 

strain DSM 3670 1 
Firmicutes; Bacil 
571882 Bacteria_16S 
strain BSB411 16S 
Proteobacteria; 
571882 Bacteria_16S 


SPS-17 16S ribosomal RNA, partial sequence 
Thermaceae; 


Thermus; Deinococci; 
571882 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
571882 Bacteria_16S 


lales; 


ribosomal RNA, 


Thermales; 


2999772 2999794 73 


Firmicutes; 
3001344 3001366 73 


Bacillaceae; 
3014963 3014985 73 
3019398 3019420 77 


3020923 3020945 77 


3022445 3022467 77 


Thermales; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


95 


95 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


95 


complete sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


99 


3017969 3019430 Thermus oshimai Bacte 


Thermus. 
99 


ribosomal RNA, partial sequence 
Deinococci; 


99 


strain RF-4 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
571882 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
571882 Bacteria_16S 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clost 
Clostridiaceae; 


Clostridia; 
571882 Bacteria_16S 


tabacinasalis strain GF112B 16S ribosomal RNA, partial 
tabacinasalis Bacteria; 


571882 Bacteria_16S 


Deinococci; 


Clostridiales; 


3028501 3028523 73 
Firmicutes; 
3033088 3033110 73 
3048370 3048392 73 


Firmicutes; 
3060549 3060571 73 


Thermales; 


95 


strain GKNTAUT 16S ribosomal RNA, partial sequen 
Bacteria; 


Clostridia; Clostridiales; 
95 gi|219846901 
Clostridium. 
95 gi| 219846890 
sequence 


Lactobacillales; Aerococcacea 


95 


strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; 
571882 Bacteria_16S 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
mechernichensis Bacteria; 


571882 Bacteria_16S 
strain ORS 992 16 


571882 Bacteria_16S 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; 


Thermoanaerobacter. 
571882 Bacteria_16S 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
571882 Bacteria_16S 


3062090 3062112 73 


Proteobacteria; 
3076891 3076913 73 


3084642 3084664 73 
Firmicutes; 


3086088 3086110 73 


3087533 3087555 73 


Clostridia; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


95 


Betaproteobacteria; 


95 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


95 


95 


95 


Pullulanibacillus. 


partial sequence 
Bacillaceae; 


2878366 2879894 Bacil 


Bacillaceae; 


Thermaceae; 


Thermaceae; 


Thermoanaerobacte 


gi|219856877 
2870477 28720 


gi| 219856876 
2872057 28735 


219856875 
sequence 


gi 


gi|219856874 


gi| 219856873 
Salimic 


gi| 219856872 


gi| 219856871 
2879945 28814 


gi|219856870 
2881499 28830 


gi|219856861 
2892009 28935 


219846924 
sequence 


gi 


gi| 219846923 


gi|219846914 
3013492 30150 


gi|219846911 


gi|219846910 
3019481 30209 
Thermus. 
gi| 219846909 
3021006 30224 
Thermus. 


gi|219846905 


gi| 219846882 
3059104 30605 
gi|219846881 
Rho 
gi|219846871 
3075492 30769 


gi| 219846866 


gi|219846865 


Anoxybacillus. 


sequence 3084717 308611 
Rhodobacterales; 


ref|NR_024696.1 


ref |NR_024695.1 


ref|NR_024694.1 
2873633 287517 


ref|NR_024693.1 


ref |NR_024692.1 

2876799 287831 
robium. 
ref|NR_024691.1 
lus 


ref|NR_024690.1 


ref|NR_024689.1 


ref|NR_024680.1 


NR_026516.1 
1 


NR_026515.1 


ref|NR_026506.1 


Acidovorax. 
NR_026503.1 


ae; 
ref 


ref |NR_026502.1 


ref |NR_026501.1 


ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026493.1 
ridium indolis B 


ref |NR_026482.1 
3046902 304840 
Facklamia. 
NR_026474.1 


e; 
ref 


; Thauera. 
ref|NR_026473.1 

3060645 306213 
docyclales; Rhod 
ref|NR_026463.1 


ref|NR_026458.1 
3083185 308466 
rales; Thermoana 


ref|NR_026457.1 


Rhod 


gi| 219846864 


denitrificans strain 381 16S ribosomal RNA, partial sequence 


flexus Bacteria; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Salimicrobium 
5 Salimicrobium 


Bacillus flexus strain 
Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
Vibrio. 


Anoxybacillus 
6 Anoxybacillus 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Thermus oshimai strain 
ria; Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Clostridium indolis 
acteria; Firmicutes; 


Facklamia 
3 Facklamia 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Thermoanaerobacter 

6 Thermoanaerobacter 
erobacteraceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


ref |NR_026456.1 
3086162 308755 


Paracoccus 
6 Paracoccus 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


571882 Bacteria_16S 


histidinovorans s 
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571882 Bacteria_16S 
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Firmicutes; Clost 


571882 Bacteria_16S 


strain DSM 11603 


Proteobacteria; Alphapro 


16S 


571882 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


16S 


571882 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


ia; 


571882 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


ria; 


571882 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


mal 


571882 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


571882 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


571882 Bacteria_16S 


DSM 11303 16S rib 
Deinococcus-Therm 


us; 


571882 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


tes; 


571882 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 
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571882 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


571882 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 
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571882 Bacteria_16S 
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radiodurans Bacte 
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571882 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


571882 Bacteria_16S 


strain DSM 3963 1 
Deinococcus-Therm 
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571882 Bacteria_16S 
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A3 16S 
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571882 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


8 16 


571882 Bacteria_16S 
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Proteobacteria; 


571882 Bacteria_16S 
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Proteobacteria; 


571882 Bacteria_16S 
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Proteobacteria; 
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osomal 
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DSM 40 


ribosomal RNA, 
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n DSM 2 
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6S ribo 
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3089056 3089078 73 


Firmicutes; 
3102501 3102523 73 


Clostridiales; 
3107027 3107049 73 
rib 
teobacteria; 
3114515 3114537 73 
ribosomal RNA, 
eobacteria; Rhodocycl 
3117594 3117616 73 
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RNA, partial sequence 
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3144543 3144565 73 
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RNA, partial sequence 

Deinococci; Deinococcale 
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Clostridia; Clostridial 
3158415 3158437 73 


Firmicutes; Clostridia; 
3165921 3165943 73 
partial seque 
les; Lactobacillaceae 
3167422 3167448 73 


Deinococcus-Thermus; 
3168938 3168964 73 


Deinococcus-Thermus; 
3170454 3170480 73 


Deinococcus-Thermus; 
3171971 3171997 73 


Deinococci; Deinococcale 
3175031 3175053 73 


Clostridia; 
3181045 3181067 73 
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3182601 3182623 73 
omal RNA, partial seq 
teobacteria; 
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teobacteria; 
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16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 
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219846836 
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Rhizob 
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3140051 3141558 Gemel 
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95 


omal RNA, partial sequence 
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RNA, partial sequence 
Alphaproteobacteria; Rhodobac 
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S; 
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16S ribosomal RNA, partial sequ 
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24 16S ribosomal RNA, partial s 
Clostridia 
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nce 
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0551 16S ribosomal RNA, partial 
Deinococci; 


99 


0539 16S ribosomal RNA, partial 
Deinococci; 
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ain DSM 20540 16S ribosomal RNA, parti 
Deinococci; 


99 


Ss; De 
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ribosomal RNA, partial sequence 
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ibosomal RNA, partial sequence 
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95 
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Xanthomonadales; 


95 
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Xanthomonadales; 
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Deinoco 


Gemella 
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3141609 314 
Sedis; 
219846 
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3146120 314 
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gi 


gi 
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tobacillus. 
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s 
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inococ 
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s 
De 
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inococ 
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al seque 


; Deinoc 
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inoco 
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ccaceae; 
219846 
317 


gi 
317 


gi|219846 
3181138 318 
Xanthomon 
gi|219846 


Xanthomon 
gi|219846 
3184240 318 
Xanthomon 
gi|219846 


caceae; 
219846817 


219846827 
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3k 


R 
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37 


hn 


219846812 


59 


219846810 


e 
ca 


219846809 


e 
ca 
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ne 
oc 


219846807 
somal RNA, partial sequence 3170548 31720 


D 
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Thermoa 
801 
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26 
ad 


799 
somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


ad 
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57 
ad 
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ref 
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Clos 


51 Aquamicrobium 
eae; 
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hodo 


Desu 


ospi 


les; 


les; 
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naer 


NR_026455.1 
087607 308909 
tridiaceae; 
NR_026446.1 


NR_026443.1 


Aquamicrobi 
NR_026438.1 
114569 Azoarc 
oarcus. 
NR_026436.1 
116131 311762 
ales; Psychr 


NR_026428.1 
128192 312961 
s; Hyphomicr 


NR_026420.1 
ergeri Bacte 


NR_026419.1 


NR_026418.1 
144565 Sulfit 
bacteraceae; 
NR_026416.1 


coccus. 
NR_026411.1 
155274 Desulf 
lfosporosinu 
NR_026409.1 
156952 315844 
raceae. 
NR_026404.1 
actobacillus 


NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
Deinococcac 
NR_026400.1 
169032 317049 
s; Deinococc 
NR_026399.1 


coccus. 

NR_026397.1 
175071 Thermo 
obacteraceae 
NR_026393.1 
181087 Fackla 


NR_026392.1 


e; Xanthomon 
NR_026391.1 


e; Xanthomon 
NR_026390.1 


e; Xanthomon 
NR_026389.1 


Natronincola 
0 Natronincola 
Natronincola. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Aquamicrobium defluvii 
defluvii Bacteria; 
um. 

Azoarcus anaerobius 
us anaerobius Bacteria; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Hyphomicrobium 
6 Hyphomicrobium 


obiaceae; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 
826 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 
eino 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Desulfotomaculum 
6 Desulfotomaculum 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 

Deinococcus grandis 


14 Deinococcus grandis Bacteria; 
eino 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Facklamia hominis 
mia hominis Bacteria; 


’ 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
acea 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
acea 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
acea 


as. 
Xanthomonas cassavae 


3185792 3187293 Xanthomonas cassavae Bacteria; 


CTAGACTTGACATCTCCTGAATTACTCTTAATCGAGGAAGTTCTCCTTCGGGGAGGACAGGAAGACAGGTGGTGCATGGTTGTCGTCACCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCAAGACTGCCGTGGTTAACGCGGAGGAAGGTGGGGATG 
ACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCGAGTACAAAGAGACGCAAAGCCGCGAGGTGGAGCAAAACTTATAAAACTCGT 
CTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGAGAGTTGGCAATACCCGAAGTCCGTAGCCTAACCTTTAGGAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNCTGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCGACAGCTTGCTGTTGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGA 
TTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATACGACCACCTGACGCATGTTGNGTGGTGGAAAGTTTTTCGATCGGGGATGGGCTCGCGGCCTATCA 
GCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCGA 
AAGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCG 
TAGGTGGTTGGTCACGTCTGCTGTGGAAACGCAACGCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGCTGTAACTGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTACGTAACGCATTAAGTGCCCCGCCTGGGGAGTACG 
GTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACA 
CTGGACCGTTCTGGAAACAGTTCTTCTCTTTGGAGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCT 
TTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGAGAGGCGAACCCGTGAGGGTAAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGTCT 
GCAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAG 
TCGGTAACACCCGAAGCCGGTGTCCCAACCCTTTTGGGAGGGGGCCGTCTAAGGTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGT 
GCGCTGGATCACCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGGACGAACGTTGGCGGCGTG 
CCTAATACATGCAAGTCGAACGAAGTCGCCCAATTGATTCTTAGTGCTTGCACTAAGATGATTTTGGATCCGACTGAGTGGCGAACTGGTGAGTAACACGTGGGT 
AACCTGCCCAGAAGAAGGGGATAACACCTGGAAACAGATGCTAATACCGTATAACAACAAGAACCACATGGTTCTTGTTTGAAAGCTGGCCTTTGTGCTAGTGCT 
TCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGATAATAGCTCACCAAGGCAATGATACGTAGCAGACCTGAGAGGGTAATCTGCCACAATGGGACTGAGA 
CACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAA 
ACTCTGTTGTTAGAGAAGAACAGCCGTGAGAGCAACTGCTCACGGTATGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGTGGCAAACGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGTTTATTAAGGCTGATGTGAAACGCTTCGGCTTAACCGGAGAAGTGCATCGGAAA 
CTGATAAACTTGAGTGCAGAAAAGGATAGTGGAACTTCATGTGTAGCGGTGAAATGCGTAGATATATGAAGGAACACCAGTGGCGAAGGCGGCTATCTGGTCTGT 
AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTAGGTGTTGGAAGGTTTCCGCCTTTC 
AGTGCCGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGCTACGCGAAGAACCTTACCAGGACTTGACATCTTCTGCCAATCTAAGAGATTAGACGTTCCTTCGGGGACAGAATGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCATTAAGTTGGGCACTCTAGAGAGACTGCCGGTGAT 
AAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGGCGATACAACGAGTTGCGAAACCGCGAGGTC 
AAGCTAATCTCTTAAAGTCGTTCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTTGGATAACCTTTTTAGGAGTCCGCCGCCTAAGGTGGGACAGAT 
GATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTNTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCTTCCTTCGGGAAGTGGATTAGCGGCGGA 
CGGGTGAGTAACACAGTGGGCAACCTGCCTCAAAGAGGGGAATAGCCCTCCGAAAGGAGGATTAATACCGCATAAAGTTAAGGTTTCGCATGAAACTTTAACCAA 
AGGAGTAATCTGCTTTGAGATGGGCCCGCGCCCCATTAGCTATTTGGTAAGGTAATGGCTTACCAAGGCGACGTAGGGTAGCCGACCTGAGAGGGTGATCGGCCA 
CATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGGTGATGAAGGT 
TTTCGGATCGTAAAACCCTGTTTTCTGGGACGATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAG 
CGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGATGCTTAAGTGAGATGTGAAATACCTAAGCTTAACTTAGGGGCTGCATTTCAAACTGGGCATCTA 
GAGTACAGGAGAGGGAAACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGGAT TAGGAAGAACACCAGTGGCGAAGGCGGTTTCCTGGACTGTAACTGACGCA 
GAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGAGGGTCCAACCTTCTGTGCCGCAGTT 
AACACATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCA 
ACGCGAAGAACCTTACCTAGACTTGACCATCCTTCTGACCTCTCTTAACTGAGGAAGTCCCTTCGGGGACAGGGATACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATTAGTTGCTACCATTAAGTTGAGCACTCTAATGAGACTGCCTGGGTGAACCAGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTCTAGGGCTACACACGTGCTACAATGGTCGGTACAGAGAGACGCAAGACCGCGAGGTGGAGCAAATC 
TCAAAAACCGATCCCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGCCGGAGTTGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAACACCCGAAGTCCGTGAGGTAACCGTAAGGAGCCAGCGGCCGAAGGTGGGGTTAATGATTGGGGTGAA 
GTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAAGAG 
TTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACAGAGGAACTTGTTCCTTGGGTGGCGAGCGGCGGACGGGTGA 
GTAATGCCTGGGAAATTGCCCGGTAGAGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAACCTCGCAAGAGCAAAGCAGGGGACCTTCGGGCCTTGCGC 
TACCGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAG 
ACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAA 
AGTACTTTCAGTAGGGAGGAAGGTGGTTAAGTTAATACCTTAATCATTTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCTGGGCTCAACCTAGGAATCGCATTTGAA 
ACTGACAAGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAG 
ATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGACCTAGAGTCGTG 
GCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATCTAGCGGAGACGCTGGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACGTAATGGTGGGAACTCCAGGGAGACTGCCGGT 
GATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCGATACCGCGAG 
GTGGAGCGAATCTCACAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGC TGCAAAAGAAGCAGGTAGTTTAACCTTCGGGAGGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAAG 
GAAGCTTGCTTTCTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATGA 
TGCCCTTGTTTATAATGAACAGGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACC 
AAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGGGGTATCGTTAATAGCGGTATTCTTTGA 
CGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTG 
GTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAGTTGCATTTGAAACTGGCAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGT 
GAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAG 


571882 Bacteria_16S 
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Proteobacteria; 
571882 Bacteria_16S 
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Proteobacteria; 
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Proteobacteria; 
571882 Bacteria_16S 
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Proteobacteria; 
571882 Bacteria_16S 


Gammaproteobacteria; 


Gammaproteobacteria; 


Gammaproteobacteria; 


3188809 3188831 73 
Proteobacteria; 


3190361 3190383 73 


3191913 3191935 73 


3193465 3193487 73 


3195015 3195037 73 


95 


95 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 
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Xanthomonadales; 
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Xanthomonadales; 
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11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
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3188896 31903 
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219846794 


3190448 31919 


gi 


219846793 


3192000 31935 


gi 
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ribosomal RNA, partial sequence 3193552 31950 


3196567 3196589 73 


Xanthomonadales; 
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strain LMG 736 16S ribosomal RNA, partial sequence 


Proteobacteria; 
571882 Bacteria_16S 
strain DSM 10022 
Firmicutes; 
571882 Bacteria_16S 
strain DSM 10020 
Firmicutes; 
571882 Bacteria_16S 
glycolicus strain 


Desulfofustis. 
571882 Bacteria_16S 


aeronauticum strain DSM 10349 16S ribosomal RNA, partial 
aeronauticum Bacteria; 


571882 Bacteria_16S 


Clostridia; 


Clostridia; 


3231097 3231119 73 


Clostridiales; 
3232623 3232645 73 


Clostridiales; 
3238864 3238886 73 


3247904 3247926 73 


Firmicutes; 
3262825 3262858 73 


Clostridia; 


95 


95 


95 


95 


106 


gi 


219846791 


3195102 31966 


gi 


gi 


gi 


gi 


gi 


219846767 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. I 


219846766 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Family XI. I 


219846762 


PerGlyS 16S ribosomal RNA, complete sequence 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


219846756 


219846746 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 32628 


Proteobacteria; Alphaproteobacteria; 


571882 Bacteria_16S 
strain Feox-1 16S 
Proteobacteria; 
571882 Bacteria_16S 


ribosomal RNA, 


3270342 3270364 73 


3274962 3274984 73 


95 


complete sequence 
Betaproteobacteria; Burkholderiales; Leptothrix. 


95 


Sphingomonadales; 


gi 


219846741 


3268876 32703 


gi 


219846738 


strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 


Firmicutes; 
571882 Bacteria_16S 


Clostridia; 


Clostridiales; 
3276471 3276493 73 


95 


Eubacteriaceae; 


gi 


219846737 


strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 32765 


Firmicutes; 
571882 Bacteria_16S 
fimetarium strain 


fimetarium Bacteria; 


571882 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
571882 Bacteria_16S 


Clostridia; 


Clostridiales; 
3277990 3278012 73 


Firmicutes; 
3279499 3279521 73 


Firmicutes; Clostridia; 
3281018 3281040 73 


Clostridia; 


95 


95 


95 


Eubacteriaceae; 


gi 


gi 


gi 


219846736 


DSM 8238 16S ribosomal RNA, partial sequence 
Clostridiales; 


Eubac 
219846735 


DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846734 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 32810 


Firmicutes; 
571882 Bacteria_16S 


Clostridia; 


Clostridiales; 
3282537 3282559 73 


95 


Eubacteriaceae; 


gi 


219846733 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 


carbinolicum Bacteria; 


571882 Bacteria_16S 
wieringae strain 
wieringae Bacteria; 
571882 Bacteria_16S 


Firmicutes; 
3284061 3284083 73 


Firmicutes; Clostridia; 
3285586 3285608 73 


Clostridia; 


95 


95 


Clostridiales; 


gi 


gi 


219846732 


DSM 1911 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846731 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 32856 


Firmicutes; 
571882 Bacteria_16S 


Clostridia; 


Clostridiales; 
3291632 3291654 73 


95 


Eubacteriaceae; 


gi 


219846727 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 


Proteobacteria; 
571882 Bacteria_16S 


3293184 3293206 73 


95 


strain LMG 708 16S ribosomal RNA, partial sequence 


Proteobacteria; 
571882 Bacteria_16S 


3294736 3294758 73 


95 


strain LMG 538 16S ribosomal RNA, partial sequence 


Proteobacteria; 
571882 Bacteria_16S 


3296286 3296308 73 


95 


gi 


219846726 


3291719 32932 


gi 


219846725 


3293271 32947 


gi 


219846724 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 


Xanthomonadales; 


Desulfobacterales; 


sequence 


Clostridiales; Peptococcaceae; 


Sphingomonadaceae; 


Eubacteriaceae; 


Eubacteriaceae; Ace 


Eubacteriaceae; 


ref |NR_026388.1 

3187344 318884 
Xanth 
ref |NR_026387.1 
Xanthomon 
ref|NR_026386.1 
Xanthomon 
ref|NR_026385.1 
Xanthomon 
ref |NR_026384.1 
Xanthomon 
ref|NR_026383.1 
Xanthomon 
ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026354.1 

3237371 323891 
Desu 


ref |NR_026348.1 

3246473 324794 
Des 
ref |NR_026338.1 
78 Sphingomonas 
Sphingo 


ref |NR_026333.1 


ref |NR_026330.1 


ref|NR_026329.1 


ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 
3278074 327953 
Acetob 


ref|NR_026326.1 


ref |NR_026325.1 
3281102 328257 


ref|NR_026324.1 
3282621 328409 
Acetob 


ref|NR_026323.1 


ref|NR_026319.1 


Xanthomon 
NR_026318.1 


ref 


Xanthomon 


ref|NR_026317.1 


Xanthomon 


Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonadaceae; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonadaceae; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 
Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Desulfofustis 
7 Desulfofustis 
1lfobulbaceae; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 
Eubacterium. 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
Acetobacterium. 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 
Acetobacterium. 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 
Acetobacterium. 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 


ref|NR_026316.1 
3294823 329632 


Xanthomonas 
2 Xanthomonas 


albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 


571882 Bacteria_16S 3297812 3297834 73 95 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

571882 Bacteria_16S 3300846 3300868 73 95 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

571882 Bacteria_16S 3302378 3302400 73 95 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 

571882 Bacteria_16S 3303948 3303970 73 95 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
Firmicutes; Bacillales; Salinicoccus. 

571882 Bacteria_16S 3307072 3307094 73 95 gi|219846717|ref|NR_026309.1| Lactobacillus oris 


strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 330 


Firmicutes; Lacto 


571882 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
571882 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


571882 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


571882 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


571882 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


571882 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


571882 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


571882 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


571882 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


571882 Bacteria_16S 


saccharolyticum s 


Halanaerobiales; 


571882 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


571882 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


571882 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


571882 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


571882 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


571882 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


571882 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


Halanaerobium saccharolyticum subsp. 


Lactobacil 


gi 


bacillales; Lactobacillaceae; 

3312963 3312985 73 95 
bosomal RNA, partial sequence 

Sphingomonadales; 
3316039 3316061 73 95 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3317564 3317586 73 95 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3319083 3319105 73 95 gi 
ribosomal RNA, partial sequence 


Sp 


et 


et 


3311548 331 
hingomon 
2198467 
3314589 33160 


2198467 
3316113 33175 


2198467 
3317638 33191 


71 
lus. 


219846712 


29 


10 


a. 


09 


a. 


08 


06 Lactobacillus oris Bacteria; 
ref|NR_026304.1| Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
adaceae; Sphingobium. 

ref|NR_026302.1| Spirochaeta africana 
62 Spirochaeta africana Bacteria; 


ref|NR_026301.1| Spirochaeta alkalica 
87 Spirochaeta alkalica Bacteria; 


ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


rochaetales; Spirochaetaceae; Spirochaeta. 

3323634 3323656 73 95 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
n JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
ria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
hermoanaerobacterium. 

3350979 3351001 73 95 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 


etaproteobacteria; Burkholderiales; Burk 
3364948 3364978 76 106 gi 
SM 4136 16S ribosomal RNA, partial seq 


Verrucomicrobia; Verrucomicrobiae; V 


ue 
er 


’ 


3373925 3373947 73 95 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3375451 3375473 73 95 gi 


qu 
al 


Halanaerobiaceae; Halanaerobium. 
3447350 3447372 73 95 gi 


ridia; Clostridiales; Clostridiaceae; Cl 


3523387 3523409 73 95 gi 
etaproteobacteria; Rhodocyclales; Rhodoc 
3526358 3526380 73 95 gi 


lales; Bacillaceae; Bacillus. 
3538609 3538631 73 95 


gi 


6S ribosomal RNA, partial sequence 3349528 33510 


holderia 


219846674 


nce 
rucomicr 


219846668 


ence 


es; Halo 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 


219846612 
6S ribosomal RNA, partial sequence 3445905 34473 


ostridiu 


219846561 
6S ribosomal RNA, partial sequence 3521933 35234 


yclaceae 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 


219846551 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


15 Paucimonas lemoignei Bacteria; 
ceae; Paucimonas 
ref |NR_026266.1 
3363492 336498 
obiales; Verruco 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


NR_026260.1 
3372496 337395 


Halanaerobacter 
0 Halanaerobacter 
bacteroidaceae; Halanaerobacter. 
ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 


ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
3376987 3377009 73 95 gi|219846666|ref|NR_026258.1| Halanaerobium 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


ref|NR_026204.1| Clostridium viride 
86 Clostridium viride Bacteria; 
m. 
ref|NR_026153.1| Thauera aromatica 
32 Thauera aromatica Bacteria; 
; Thauera. 
ref|NR_026151.1| Clostridium colinum 
07 Clostridium colinum Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
3527918 3527940 73 95 gi|219846558|ref|NR_026150.1| Clostridium 
rain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3535486 3535508 73 95 gi|219846553|ref|NR_026145.1] Bacillus 
DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
3537053 3537075 73 95 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
6S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 


ref|NR_026143.1| Bacillus gibsonii 


3537139 3538644 Bacillus gibsonii Bacteria; 


571882 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


571882 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


571882 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


571882 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


571882 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


571882 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


571882 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


571882 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


571882 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


571882 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


571882 Bacteria_16S 


halophilum strain 
halophilum Bacter 


571882 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


571882 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


571882 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


571882 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


571882 Bacteria_16S 


congolense strain 
congolense Bacter 


571882 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


571882 Bacteria_16S 


chlororespirans s 
chlororespirans B 


571882 Bacteria_16S 


sporothermodurans 
sporothermodurans 


571882 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


571882 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


571882 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


571882 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


3543307 3543329 73 95 


gi 
lales; Bacillaceae; Bacillus. 
3544863 3544885 73 95 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3546419 3546441 73 95 
somal RNA, complete sequence 
laceae; Bacillus. 

3557194 3557216 73 95 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3582783 3582805 73 95 gi 
p- thermolacticum strain TX41 16S ribo 


gi 


gi 


gi 


lostridium. 

3590563 3590585 73 95 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3596690 3596712 73 95 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3598225 3598247 73 95 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3599773 3599795 73 95 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3601351 3601373 73 95 gi 


gi 


Id 
gi 


bacillales; Carnobacteriaceae; Dolosig 
3654298 3654320 73 95 gi 
SEBR 3139 16S ribosomal RNA, partial 

ia; Firmicutes; Clostridia; Clostridia 
3655802 3655824 73 95 gi 
ain Benl03 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


3658886 3658908 73 95 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3660441 3660463 73 95 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3663502 3663524 73 95 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3677208 3677230 73 95 gi 
SEBR 4224 16S ribosomal RNA, partial 

ia; Firmicutes; Clostridia; Halanaerob 
3678792 3678814 73 95 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3686291 3686313 73 95 gi 
train Co23 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3723957 3723979 73 95 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3760975 3760997 73 95 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3764052 3764074 73 95 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3777514 3777536 73 95 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 


6S ribosomal RNA, partial sequence 3541838 35433 


complete sequence 3543393 35448 


3544949 35464 


3555718 35572 


3589120 35906 


3595254 35967 


6S ribosomal RNA, partial sequence 3599877 36013 


3759507 37610 


219846548 


219846547 


219846546 


219846538 


ocyclaceae 


219846521 
somal RNA, 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


219846516 


eonella. 
219846511 


Clostridiu 
219846509 
ence 35967 
spiraceae; 
219846508 
al sequenc 
idiales; C 
219846506 


ranulum. 
219846469 
sequence 
les; Pepto 
219846468 
sequence 
eria; Rhod 


219846466 
sequence 
ria; Alter 
219846465 
quence 
eria; Alte 
219846463 
al sequenc 
teria; Alt 
219846453 
sequence 
iales; Hal 
219846452 
uence 

es; Deferr 
219846447 
sequence 
ridiales; 
219846419 
1 sequence 
illaceae; 
219846392 


219846390 
al sequenc 
iales; Lac 
219846379 
nce 37759 
obacterale 


3830628 3830650 73 95 
bosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


Heliobacteriacea 


ref|NR_026140.1 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026138.1 
54 Bacillus 


ref|NR_026130.1 
47 Zoogloea 
; Zoogloea. 
ref|NR_026113.1 
partial sequenc 


ref|NR_026108.1 


ref|NR_026103.1 
m. 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref |NR_026098.1 


ref|NR_026061.1 
3652827 365435 
coccaceae; Desul 
ref|NR_026060.1 
3654403 365582 
obacterales; Rho 


ref|NR_026058.1 

3657404 365891 
omonadales; Shew 
NR_026057.1 
3658961 366046 
romonadales; She 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref |NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref |NR_025983.1 


ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


219846342 


e; Helioba 


cohnii Bacteria; 


Clostridia; 


Bacillus clausii 


42 Bacillus clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Zoogloea ramigera 


ramigera Bacteria; 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
idium lentocellum 
m. 
Clostridium 
6 Clostridium 
lostridium. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Desulfotomaculum 

2 Desulfotomaculum 

fotomaculum. 
Amaricoccus 

6 Amaricoccus 

dobacteraceae; 


Shewanella 
0 Shewanella 
anellaceae; 

Shewanella 
5 Shewanella 
wanellaceae; 

Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 

Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Bacillus 
9 Bacillus 


Shewanella. 


Shewanella. 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Butyrivibrio 

4 Butyrivibrio 
tyrivibrio. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


ref |NR_025932.1 


cterium. 


Heliobacterium chlorum 


3829173 3830684 Heliobacterium chlorum Bacteria; 


571882 Bacteria_16S 
lacurosei strain 
Bacteria; 
571882 Bacteria_16S 


cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 
cellulolyticus Bacteria; 


3842613 3842635 73 


H200 16S ribosomal RNA, 
Firmicutes; 


Clostridia; 
3853159 3853181 73 


Firmicutes; 


Clostridia; 


95 


complete sequence 
Halanaerobiales; 


95 


Clostridiales; 


gi| 219846334 


Halanaerobiaceae; 


gi| 219846327 


Ruminococcaceae; 


ref |NR_025924.1 


ref|NR_025917.1 
3851732 385319 


Halanaerobium 


3841123 3842666 Halanaerobium lacurosei 
Halanaerobium. 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 


571882 Bacteria_16S 3872928 3872950 73 95 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

571882 Bacteria_16S 3874515 3874537 73 95 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

571882 Bacteria_16S 3877602 3877624 77 99 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

571882 Bacteria_16S 3879122 3879144 77 99 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

571882 Bacteria_16S 3882237 3882259 73 95 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 


thermocopriae Bacteria; 


Thermoanaerobacter. 
571882 Bacteria_16S 


Firmicutes; 


3883811 3883833 73 


Clostridia; 


95 


Thermoanaerobacterales; 


gi|219846307 


Thermoana 


erobacteraceae; 


brockii subsp. 


finnii strain AKo-1 16S ribosomal RNA, par 


tial sequence 


Thermoanaerobacter brockii subsp. 


finnii Bacteria; 


Firmicutes; 


Thermoanaerobacterales; 


571882 Bacteria_16S 
muriaticus strain 
Bacteria; Firmicutes; 
571882 Bacteria_16S 

strain IAM 13153 16S 


571882 Bacteria_16S 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 


Bacteria; 
571882 Bacteria_16S 
strain SW-120 16S 
Proteobacteria; 
571882 Bacteria_16S 
strain SW-117 16S 
Proteobacteria; 
571882 Bacteria_16S 


HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


571882 Bacteria_16S 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
571882 Bacteria_16S 
maritimus strain 
Bacteria; 
571882 Bacteria_16S 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial 
saccharolytica Bacteria; 


Soehngenia. 
571882 Bacteria_16S 
strain 50-1 BON 1 
Firmicutes; 
Mahella. 
571882 Bacteria_16S 
phenolicus strain 
phenolicus Bacteria; 
571882 Bacteria_16S 
strain CLN-1 16S 
Proteobacteria; 
571882 Bacteria_16S 
HT 


571882 Bacteria_16S 4106258 4106280 73 95 gi|219846149 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 41063 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

571882 Bacteria_16S 4123000 4123022 73 95 gi| 219846135 


Clostridia; 


3897806 3897828 73 


Lactobacillales; 
3976988 3977010 73 
ribosomal RNA, 


4003507 4003529 73 


4053405 4053427 73 


4057882 4057904 73 


4073007 4073029 73 
Firmicutes; 


4077551 4077573 73 


4079131 4079153 73 


LR7.2 16S ribosomal RNA, 


4104699 4104721 73 


2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Thermoanaerobacteraceae; 


Clostridia; 


95 


X-1 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


95 


complete sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 


95 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
4029219 4029241 73 95 gi| 219846204 

ribosomal RNA, partial sequence 4027757 40292 
Gammaproteobacteria; Alteromonadales; Shewanellac 
4030769 4030791 73 95 gi| 219846203 

ribosomal RNA, partial sequence 4029306 40308 
Gammaproteobacteria; Alteromonadales; Shewanellac 
4047474 4047496 73 95 gi| 219846189 


95 


3562 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


95 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


95 


95 


6S ribosomal RNA, partial sequence 4076074 40 
Thermoanaerobacterales; 


95 


Firmicutes; Clostridia; Clostridiales; Pepto 
4082249 4082271 73 95 gi| 219846165 
ribosomal RNA, partial sequence 4080799 40822 


Betaproteobacteria; Burkholderiales; Tepidimonas. 


95 


4045996 4047515 Vibri 


Clostridiales; 


Thermoanaerobacte 


complete sequence 


4103238 4104753 Vibri 


Thermoanaerobacter. 


219846297 
38963 


gi 


219846241 
39756 


gi 


219846223 
40020 


gi 


gi 


gi 


219846171 
sequence 


gi 
c 


219846168 
776 


gi 


gi|219846167 


gi| 219846150 


Tetragenococcus. 


Mycoplana. 


Alteromonadaceae; 


31 3897842 Tetrag 


ref |NR_025831.1 
07 3977021 Mycopl 


ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025794.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


eae; Shewanella. 
ref|NR_025779.1 
o ezurae Bacteri 


ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


ref|NR_025772.1 
29 4057918 Microb 


ref|NR_025761.1 
4071551 407304 
lostridiales Fam 


ref|NR_025758.1 


rales Family IV. 


ref|NR_025757.1 

4077655 407918 
coccaceae; Crypt 
ref|NR_025755.1 


ref|NR_025740.1 
o gallicus Bacte 


ref|NR_025739.1 
11 Paenibacillus 


succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 


ref|NR_025897.1| Thermoanaerobacter 
3882338 3883860 
Clostridia; 
ref|NR_025887.1| Tetragenococcus 


enococcus muriaticus 


Mycoplana bullata 
ana bullata Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Microbulbifer 

ulbifer maritimus 
Microbulbifer. 
Soehngenia 

4 Soehngenia 

ily XI. Incertae Sedis; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Cryptanaerobacter 

3 Cryptanaerobacter 
anaerobacter. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Paenibacillus lactis 
lactis Bacteria; 


ref|NR_025725.1 
4121524 412305 


Petrobacter 
2 Petrobacter 


succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Petrobacter. 


571882 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


571882 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


571882 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


571882 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


571882 Bacteria_16S 


nitratireducens s 
nitratireducens B 


571882 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


571882 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


571882 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


571882 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


571882 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


571882 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


571882 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


571882 Bacteria_16S 


translucida strai 
translucida Bacte 


Pseudoalteromonas. 
571882 Bacteria_16S 


paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas 


571882 Bacteria_16S 


JMM-4 16S ribosom 
Bacillales; Bacil 


4132057 4132079 73 
SF-57 
tes; Bacillales; Planococcaceae; 
4133629 4133651 73 95 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4135098 4135120 73 95 gi 
171 16S ribosomal RNA, partial 


95 gi 


gi 


in BC74 
eria; P 


4172191 4172213 73 
S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
4173719 4173741 73 95 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
4178272 4178294 73 95 gi 
LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 
4179843 4179865 73 95 gi 
6S ribo 
ammaproteobacteria; Alteromonadales; 
4187464 4187486 73 95 

ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
4190517 4190539 73 95 gi 
n K14 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteo 


95 gi 


Ss 
gi 


s strai 
s Bacte 


4193590 4193612 73 95 gi 
16S ribosomal RNA, partial sequence 

idetes; Bacteroidia; Bacteroidales; Ba 
4210075 4210097 73 95 gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
4213138 4213160 73 95 gi 
bosomal RNA, complete sequence 

lales; Bacillaceae; Geobacillus. 
4214671 4214693 73 95 gi 
n KMM 520 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


4216226 4216248 73 95 gi 
ain KMM 3548 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 
4222366 4222388 73 
al RNA, partial sequence 
laceae; Anaerobacillus. 


95 gi 


571882 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


571882 Bacteria_16S 


marimammalium str 
marimammalium Bac 


571882 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


571882 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


571882 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


571882 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


571882 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


4225347 4225369 73 95 gi 
DSM 5352 16S ribosomal RNA, partial s 
ia; Firmicutes; Bacillales; Salinicocc 
4243391 4243413 73 95 gi 
ain M54/01/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; St 
28659 28680 78 99 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
111963 111984 73 94 
osomal RNA, partial sequence 

rochaetales; Spirochaetaceae; Treponem 
203560 203581 78 99 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


Flavoba 
gi 


276725 276758 73 106 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


gi 


16S ribosomal RNA, partial sequ 
Marin 


4132144 41336 


roteobacteria; Alphaproteobacte 


4170715 41722 


somal RNA, partial sequence 4178357 41798 


4186000 41874 


4211641 42131 


4220889 4222400 Bacil 


27210 


110499 11199 


275297 27676 


219846126 
ence 41305 
ibacillus. 
219846125 


219846124 
sequence 
ria; Rhodo 


219846099 


Ss. 
219846098 
1 sequence 
ridiales; 
219846095 
quence 

Burkholde 
219846094 


hewanellac 
219846085 


onaceae; V 
219846083 
1 sequence 
bacteria; 


219846080 
41921 
cteroidace 
219846069 
nce 42085 
illus. 

219846067 


219846065 
equence 
ia; Altero 


’ 


219846064 
1 sequence 
eria; Alte 


219846060 


219846055 
equence 

us 
219846040 
1 sequence 
reptococca 
265679045 
28718 
cteriaceae 
265678988 


a. 
265678928 
ence 20208 
naerobacte 


265678876 


s; Helicob 


291930 291959 77 106 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 


ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025715.1 
65 Halobacillus 
ref|NR_025714.1 
133716 413512 
bacterales; Rho 


rs 


ref|NR_025689.1 


ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025684.1 


Shewanella 
NR_025675.1 


eae; 
ref 


ibri 
ref 


oO. 
NR_025673.1 
189049 419056 
Burkholderiales; 


rs 


ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides. 
ref|NR_025659.1 
91 4210111 Lentib 


ref|NR_025657.1 


ref|NR_025655.1 
4213214 421471 
monadales; Pseud 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


ref 
lus 


NR_025650.1 
macyae Bacte 


ref|NR_025645.1 
4223876 422538 


ref |NR_025630.1 

4241925 424342 
ceae; Streptococ 
ref |NR_029353.1 
7 Co 
ref 


enonia. 
NR_029296.1 


ref|NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


ref |NR_029182.1 
1 Helicobacter 
acteraceae; Heli 


265678866 


d 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Bacteroides capillosus 
oides capillosus 


Lentibacillus 
acillus salicampi 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


Bacillus macyae strain 
ria; Firmicutes; 


Salinicoccus 
3 Salinicoccus 


Streptococcus 

4 Streptococcus 
cus. 

Coenonia anatina 


Coenonia anatina Bacteria; 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 


ref |NR_029172.1 


Aquifex pyrophilus 


290399 291962 Aquifex pyrophilus Bacteria; 


571882 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; 


strain Illinois 1 


asymbiotica subsp. 


Enterobacteriales; 


571882 Bacteria_16S 


296500 296533 73 


307083 307116 73 


401158 401191 73 


Enterobacteriaceae; 
502786 502807 73 


106 


106 


106 


94 


strain Sd/3 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
luminescens subsp. 


Enterobacteriales; 


571882 Bacteria_16S 
- kayaii strain 1121 16S ribosomal RNA, 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


luminescens subsp 
luminescens subsp 
Enterobacteriaceae; 


571882 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; 
cloacae complex. 


571882 Bacteria_16S 


warmboldiae strain 


warmboldiae Bacteria; 


Buttiauxella. 


571882 Bacteria_16S 


strain XINach 16S 
Proteobacteria; 


luminescens subsp. 


Enterobacteriales; 


571882 Bacteria_16S 
akhurstii strain FRGO4 16S ribosomal 
Photorhabdus luminescens subsp. 


luminescens subsp. 


Enterobacteriales; 


571882 Bacteria_16S 


lales; 
571882 Bacteria_16S 


Photorhabdus luminescens subsp. 


Bacillaceae; 
517890 517923 73 


thracensis strain 39-8 16S ribosomal 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Enterobacteriaceae; 
519455 519488 73 


Photorhabdus. 
663593 663626 73 


692478 692511 73 
NSW 326 
Proteobacteria; 


722561 722594 73 


724147 724180 73 


Bacillus. 


106 


106 


106 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


106 


106 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
571882 Bacteria_16S 


106 


gi 


gi 


gi 


gi 


265678863 


6S ribosomal RNA, partial sequence 295056 29653 
Epsilonproteobacteria; Campylobacterale 
571882 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
571882 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


S; 
265678856 


265678788 


265678717 


501307 50281 


gi 


gi 


gi 


265678707 
RNA, 


265678706 


265678607 


662137 66364 


gi 


16S ribosomal RNA, partial 
Gammaproteobacteria; 


gi 


Enterobac 


265678588 
sequence 
Entero 


265678567 


721087 72261 


gi 


laumondii strain TTO1 16S ribosomal 


Enterobacteriaceae; 
725731 725764 73 


Enterobacteriaceae; 
755157 755190 73 


106 


106 


gi 


gi 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


265678543 


valvarum strain MDA3079 16S ribosomal RNA, partial sequence 75371 


Bacteria; 


subsp. socranskii 
socranskii subsp. 


strain CDC 2970-5 
Bacteria; 


pametensis strain 


Helicobacter. 


571882 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


571882 Bacteria_16S 


strain M1063U/93 
Proteobacteria; 


profundus strain 
Bacteria; 


strain M2000/95/1 
Bacteria; 


litoralis strain 


984680 984701 73 


987817 987850 73 


1128871 1128904 73 


1204597 1204618 72 


1431433 1431466 73 
1437600 1437621 78 
Deinococci; 


1443792 1443825 73 


1634440 1634473 73 


94 


Spirochaetes; 


106 


106 


93 


Coriobacteridae; 


106 


99 


Thermales; 


106 


106 


gi 


gi 


9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
571882 Bacteria_16S 


gi 


B9A Seymour 16S ribosomal RNA, partia 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


gi 


13280 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 
571882 Bacteria_16S 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; 
571882 Bacteria_16S 


265678388 


265678386 
98633 


253680771 


Helicobacteraceae; 


plasmatace 


complete 


complete 


artial seq 
Spirochaetal 


ref|NR_029169.1 
6 Helicobacter 
Heli 
ref|NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029093.1 
rtial sequence 


ref|NR_029022.1 


ref|NR_029012.1 


sequence 


ref|NR_029011.1 
sequence 517982 
cteria; Enteroba 


ref |NR_028912.1 


teriaceae; Enter 
ref |NR_028893.1 
691014 692520 


bacteriales; Ent 


ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref |NR_028870.1 
al sequence 


ref 
ial 


NR_028869.1 
sequence 


ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028690.1 
uence 983192 
es; Spirochaetac 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref|NR_028019.1 


1 sequence 
Campy 


228715356 
12031 


Coriobacteriales 


gi 


gi 


506 16S ribosomal RNA, partial sequenc 
Deinococcus-Thermus; 
571882 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pasteure 
571882 Bacteria_16S 
DSM 15406 16S ribosomal RNA, partial s 


gi 


224581435 


16S ribosomal RNA, partial sequence 1429972 14314 
Gammaproteobacteria; Pasteurellales; Pa 
571882 Bacteria_16S 


steurellac 
224581430 
e 14361 


Thermaceae; 


224581426 
14423 
llales; Pa 
219878454 
equence 


litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromona 


571882 Bacteria_16S 
strain Albert 19982 16S ribosomal RNA, partial sequence 


1668030 1668063 73 


106 


gi 


1127427 112890 
lobacterales; He 


ref|NR_027528.1 
62 1204620 Collin 
; Coriobacterine 
ref|NR_027217.1 
eae; Phocoenobac 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref|NR_025593.1 

1632974 163447 
dales; Aeromonad 


219878430 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 

Neorickettsia risticii 
risticii Bacteria; 
a. 
Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Photorhabdus 
516416 517931 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Enterobacter cloacae 


7 Enterobacter cloacae Bacteria; 


obacter; Enterobacter 


Buttiauxella 
Buttiauxella 


erobacteriaceae; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Helicobacter 

7 Helicobacter 
licobacteraceae; 


Collinsella 
sella intestinalis DSM 


ae; Coriobacteriaceae; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Oceanithermus 
thermus profundus 


Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 
Oceanisphaera 

9 Oceanisphaera 

aceae; Oceanisphaera. 


ref|NR_025569.1 


Escherichia albertii 


1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 


571882 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


571882 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


571882 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


571882 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


571882 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


571882 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


571882 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


571882 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


571882 Bacteria_16S 


strain ATCC49733 


Proteobacteria; G 


571882 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


571882 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


1964700 1964733 73 106 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


ia 
ri 
1995397 1995430 73 


106 gi 


ammaproteobacteria; Enterobacteriales; E 
2001551 2001584 73 106 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2006163 2006196 73 106 gi 


ct 


ammaproteobacteria; Enterobacteriales; E 
2009253 2009286 73 106 gi 
n DSM 9390 16S ribosomal RNA, partial 


ria; Proteobacteria; Gammaproteobacter 


se 
ia 
2010812 2010845 73 


106 gi 


ammaproteobacteria; Enterobacteriales; E 
2194522 2194543 78 99 gi 
n WR-30 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 

2332687 2332720 73 106 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


ue 
Th 


s 
ei 
2364523 2364556 73 


106 gi 


ammaproteobacteria; Pasteurellales; Past 
2636317 2636350 73 106 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2856460 2856493 73 106 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ct 


E 


571882 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


571882 Bacteria_16S 


strain GY-1 16S r 
Deinococcus-Therm 


571882 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


571882 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


571882 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


571882 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


571882 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


571882 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


571882 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


2996701 2996730 77 106 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3139977 3139998 78 99 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3390641 3390662 78 99 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3634427 3634460 73 106 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m. 


s 
ic 


M 


al 
ob 


3803059 3803092 73 106 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3818398 3818431 73 106 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3819921 3819954 73 106 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3821456 3821489 73 106 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


gi 


S; 


ob 


Ss; 


rt 
er 


3822984 3823017 73 106 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


gi 


Ss; 


571882 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


571882 Bacteria_16S 


strain Karp 16S r 


3827566 3827599 73 106 gi 
bosomal RNA, partial sequence 


psilonproteobacteria; Campylobacterales; 


16S ribosomal RNA, partial sequence 1993927 19 


6S ribosomal RNA, partial sequence 2004699 20 


219878219 


1 sequen 
a; Hydro 


219878199 


954 


nterobac 


219878195 


20 
erial 


000 


es; 


219878192 


061 


nterobac 


219878190 


quenc 
Ent 


e 
ero 


’ 


219878189 
6S ribosomal RNA, partial sequence 2009346 20108 


nterobac 


219857603 


nce 
ermales; 


219857508 


equence 
a; Campy 


219857485 
16S ribosomal RNA, partial sequence 2363042 23645 


eurellac 


219857234 


26348 
eriales; 


219856887 


28549 
nterobac 


219846926 


equence 


aceae; H 


219846829 
3138565 31400 
eiothermus. 
219846652 


al seque 
Thermale 


219846483 


sequenc 
acteria; 


219846361 
3801626 38030 


Helicob 


219846351 


38169 
acterale 


219846350 
3818485 38199 


Helicob 


219846349 


ial sequ 
ia; Camp 


219846348 
3821543 38230 


Helicob 


219846345 
3826129 38276 


Helicob 


3935669 3935702 73 106 gi 
ibosomal RNA, partial sequence 


219846270 
3934247 3935705 Orientia tsutsugamushi Bacteria; 


ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 
ref |NR_025338.1 
teriaceae; Serra 
ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 

2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref|NR_025191.1 
193088 219457 
Thermaceae; Mei 
ref|NR_025096.1 
2331268 233272 
lobacterales; He 


ND 


ref |NR_025073.1 
eae. 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_026518.1 

2995219 299673 
ydrogenobacter. 
ref|NR_026421.1 


ref 
nce 


NR_026244.1 

338924 
s; Thermaceae; M 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref|NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref|NR_025940.1 
ence 382000 
ylobacterales; H 


ref |NR_025939.1 


acte 
ref 


raceae; Heli 
NR_025935.1 


acte 
ref 


raceae; Heli 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Meiothermus 

0 Meiothermus 

othermus. 
Helicobacter 

4 Helicobacter 

licobacteraceae; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Pseudomonas flectens 
monas flectens Bacteria; 


Hydrogenobacter 
2 Hydrogenobacter 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Meiothermus 
4 3390664 Meiothermus 
eiothermus. 
Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 

Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter muridarum 


20 Helicobacter muridarum Bacteria; 


cobacter. 
Helicobacter felis 


02 Helicobacter felis Bacteria; 


cobacter. 


NR_025860.1 


Orientia tsutsugamushi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 


571882 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; 


strain BC-3 16S r 
Tenericutes; Moll 


571882 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


571882 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


571882 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


571882 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


571882 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


571882 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


571882 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


571882 Bacteria_16S 


modestum strain G 
modestum Bacteria 


571882 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


571882 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


571882 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


571882 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


571882 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


571882 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


571882 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


571882 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


571882 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


571882 Bacteria_16S 


valerianellae str 
valerianellae Bac 


571882 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


571882 Bacteria_16S 


nivimaris strain 
Bacteria; Proteob 


571882 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


G 
571882 Bacteria_16S 


bosomal RNA, partial sequence 


186697 186717 73 93 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
217504 217532 78 106 gi 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
232616 232636 73 93 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
249744 249764 73 93 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


gi 


ra 


v 


258701 258721 73 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; 
267649 267669 73 93 
bosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Ox 
275210 275230 73 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

313216 313236 73 93 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
372075 372095 73 93 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


93 gi 
Thermoa 
gi 


441420 441440 73 93 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
477965 477985 73 


gi 


93 gi 


ia; Rhodobacterales; Rhodobacteraceae; 
516322 516342 73 93 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
577330 577350 73 93 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
595384 595404 73 93 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
613607 613627 73 93 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
627234 627254 73 93 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 


gi 


148511 15001 


complete sequence 257219 25873 


Entomoplasmataceae; M 


476563 478023 Parac 


cter. 


4068487 4068516 77 106 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

4080695 4080728 73 106 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
ibosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4149160 4149193 73 106 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

11861 11889 78 106 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
rain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

48297 48317 73 93 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
n Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
acteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

102902 102922 73 93 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

149962 149982 73 93 gi|265678963|ref|NR_029271.1| Clostridium rectum 


5 Clostridium rectum Bacteria; 


265678939|ref|NR_029247.1| Clostridium ramosum 
185230 186748 Clostridium ramosum Bacteria; 

elotrichaceae. 

265678918|ref|NR_029226.1| Blastopirellula marina 
216053 217555 Blastopirellula marina Bacteria; 

nctomycetaceae; Blastopirellula. 

265678908|ref|NR_029216.1| Propionigenium 

sequence 231154 232668 Propionigenium 

acteriaceae; Propionigenium. 

265678896 |ref|NR_029204.1| Microvirgula 

al sequence 248268 249768 Microvirgula 


acteria; Neisseriales; Neisseriaceae; 
265678890 |ref|NR_029198.1| Moorella glycerini 
1 Moorella glycerini Bacteria; 
naerobacteraceae; Moorella group; Moorella. 
265678882 |ref|NR_029188.1| Oxalobacter formigenes 
266185 267672 Oxalobacter formigenes Bacteria; 
alobacteraceae; Oxalobacter. 
265678877 |ref|NR_029183.1] Mycoplasma hyosynoviae 
273748 275246 Mycoplasma hyosynoviae Bacteria; 
265678852 |ref|NR_029158.1| Staphylococcus 
equence 311738 313264 Staphylococcus 
ylococcus. 
265678807|ref|NR_029112.1| Pseudovibrio 
quence 370665 372098 Pseudovibrio 
eria; Rhodobacterales; Rhodobacteraceae; 
265678761|ref|NR_029066.1| Mesoplasma photuris 
439970 441476 Mesoplasma photuris Bacteria; 
esoplasma. 
265678733|ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 
Paracoccus. 
265678708|ref|NR_029013.1| Reinekea 
partial sequence 514864 516365 Reinekea 
obacteria; Reinekea. 
265678668 |ref|NR_028973.1| Acidovorax 
al sequence 575863 577354 Acidovorax 
ria; Burkholderiales; Comamonadaceae; Acidovorax. 
265678656|ref|NR_028961.1| Faecalibacterium 
1 sequence 593943 595404 Faecalibacterium 
ales; Ruminococcaceae; Faecalibacterium. 
265678643 |ref|NR_028948.1| Psychrobacter 
ence 612130 613627 Psychrobacter nivimaris 
nadales; Moraxellaceae; Psychrobacter. 
265678634|ref|NR_028939.1| Ilyobacter tartaricus 


625776 627290 Ilyobacter tartaricus Bacteria; 


571882 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


571882 Bacteria_16S 
MV1087 16S ribosomal RNA, partial sequ 
Clostridiales; 


azorensis strain 
Bacteria; Firmicu 


571882 Bacteria_16S 
in DSM 5305 16S ribosomal RNA, partial 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


571882 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


571882 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


571882 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


571882 Bacteria_16S 
P6-12 16S ribosomal RNA, 
acteria; Betaproteobacteria; Burkholderiales; 
571882 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


strain Pull 5.3 1 
Proteobacteria; G 


571882 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


strain MOL361 16S 
Firmicutes; Erysi 


strain PG14 16S r 
Tenericutes; Moll 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


571882 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


628820 628840 73 


654583 654603 73 
tes; Clostridia; 
695506 695534 78 


5305 Bacteria; 


710165 710185 

16S ribosomal RNA, 
ammaproteobacteria; 
717916 717936 


73 


73 


727297 727317 73 
ridia; 
739420 739440 73 
792020 792040 73 


6S ribosomal RNA, 


796526 796546 73 


799661 799681 73 


804311 804331 73 


807322 807342 73 


eria; 


erium. 
815033 815053 73 


Zymomonas. 


571882 Bacteria_16S 


Sphingomonadaceae 


571882 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


571882 Bacteria_16S 


conservatrix stra 


conservatrix Bacteria; 


Desulforegula. 


571882 Bacteria_16S 


836375 836395 73 93 gi| 265678489 |ref|NR_028792.1 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomona 
7 Zymomonas. 
851337 851357 73 93 gi| 265678479 |ref|NR_028782.1 
ribosomal RNA, partial sequence 849874 85135 
ridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
854319 854339 73 93 gi| 265678477 |ref|NR_028780.1 
in Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
906096 906116 73 93 gi| 265678441 |ref|NR_028743.1 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermo 


siderophilus Bacteria; 


834873 834893 73 


Firmicutes; 


Thermoanaerobacter. 


571882 Bacteria_16S 
s strain $1812 16S ribosomal RNA, part 
Bacillales; 


caldoxylosilyticu 
caldoxylosilyticu 


571882 Bacteria_16S 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 


Bacteria; 


958747 958767 73 
s Bacteria; Firmicutes; 
981547 981567 73 


983088 983108 73 


989397 989417 73 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


Planctomycetes; 


partial sequence 
Vibrionales; Vibrionaceae; 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ribosomal RNA, partial sequence 


complete sequence 790537 792 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; 


n P3a 16S ribosomal RNA, partial sequence 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
571882 Bacteria_16S 
ribosomal RNA, partial sequence 


in 7 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


acteria; Gammaproteobacteria; Thiotrichales; 
571882 Bacteria_16S 
subsp. pomaceae strain Barker I 16S ribosomal RNA, part 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; 


Clostridia; 


93 gi| 265678633 


93 gi| 265678614 


Clostridiaceae; 


106 gi| 265678586 
sequence 
Planctomycetacia; 

93 gi| 265678576 


93 gi| 265678570 


93 gi| 265678564 


93 gi| 265678555 


complete sequence 73794 


93 265678518 


04 


gi 


93 265678515 


79504 


gi 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
571882 Bacteria_16S 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
571882 Bacteria_16S 


93 gi| 265678513 |ref|NR_028816.1 
798207 799714 Turicibacter 

Turicibacte 

93 gi|265678510|ref|NR_028813.1 


802889 80433 


93 gi| 265678508 


93 265678503 


81355 


gi 


93 gi| 265678490 


93 gi| 265678406 
Bacillaceae; 
gi| 265678390 


98009 


93 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
571882 Bacteria_16S 
strain BARC318 16S ribosomal RNA, 
Tenericutes; Mollicutes; 
571882 Bacteria_16S 
strain 167 16S ribosomal RNA, partial sequence 


93 gi| 265678389 


complete sequence 981620 98314 
Entomoplasmatales; 


Entomoplasmataceae; E 
93 gi| 265678385 


627341 62884 
Enterobacteriaceae; 


70866 
Aliivibrio. 


716437 71796 
Enterobacteriaceae; 


725825 72731 


Clostridiales; Veillonellaceae; Succinispira. 


Oxalobacteraceae; 


805842 807361 Thermo 
Thermodesulfobacteriales; 


Piscirickettsiaceae 


ial sequence 833445 834896 
Sphingomonadales; 


Thermoanaerobacterales; 


ial sequence 957258 95877 


ref |NR_028938.1 


ref|NR_028919.1 


ref|NR_028891.1 
694091 695537 


ref|NR_028881.1 
8 710188 Aliivi 


ref|NR_028875.1 
8 Enterobacter 


ref|NR_028868.1 
9 Succinispira 


ref|NR_028859.1 
8 739471 Herbas 


ref|NR_028821.1 


0 796555 Leptos 


ref|NR_028811.1 


Thermodes 


ref|NR_028806.1 
9 815058 Thioal 


ref |NR_028793.1 


Thermoanae 
ref|NR_028708.1 
3 
Geobacillus. 
ref|NR_028692.1 
9 981569 Sulfur 
Campylobacter 
ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 


Planctomycetales; 


Morganella morganii 


2 Morganella morganii Bacteria; 
Morganella. 


Caloranaerobacter 


ence 653163 654605 Caloranaerobacter azorensis 
Caloranaerobacter. 


Planctomyces 
Planctomyces 
Planctomycetaceae; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 
Enterobacter. 


Succinispira mobilis 


mobilis Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Psychromonas arctica 


arctica Bacteria; 


3 Psychromonas 
Psychromonas. 
ref|NR_028818.1 


Leptospirillum 
pirillum ferriphilum 


Turicibacter sanguinis 


sanguinis Bacteria; 


a 
Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Thioalkalimicrobium 
kalimicrobium cyclicum 
; Thioalkalimicrobium. 
Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Geobacillus 
Geobacillus 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Entomoplasma freundtii 


freundtii Bacteria; 


ref |NR_028687.1 


Citrobacter braakii 


987916 989445 Citrobacter braakii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


571882 Bacteria_ 


strain I-75 16S 
Proteobacteria; 


571882 Bacteria_ 
strain W1-2B 16S 


571882 Bacteria_ 
1139 16S ribosoma 
Bacil 


Bacillales; 


571882 Bacteria_ 
strain D2-18 16S 
Clost 
571882 Bacteria_ 


Firmicutes; 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 
16S 1088022 1088042 73 93 gi| 265678318 
1 RNA, complete sequence 1086532 1088056 Bacil 
laceae; Bacillus. 
16S 1104598 1104618 73 93 gi| 265678306 
ribosomal RNA, partial sequence 1103152 11046 
ridia; Clostridiales; Clostridiales Family XIII. 
16S 1156078 1156098 73 93 gi| 253680753 


iheyensis HTE831 
Bacteria; 


571882 Bacteria_ 


Firmicu 


16S 990977 990997 73 93 
ribosomal RNA, partial sequence 
G 
16S 1070108 1070128 73 93 

ribosomal RNA, partial sequence 


tes; 
16S 


Bacillales; 
1206106 1206126 73 


Bacillaceae; 
93 


DSM 13279 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Co 
Collinsella. 

571882 Bacteria_16S 1207641 1207661 73 93 gi|228715354|ref|NR_027526.1 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Cateni 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
571882 Bacteria_16S 1255812 1255832 73 93 gi|219857194|ref|NR_024822.1 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 125584 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
571882 Bacteria_16S 1269451 1269471 73 93 gi|219846421|ref|NR_026012.1 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 126947 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Desulfuromonas. 

571882 Bacteria_16S 1272473 1272493 73 93 gi|219846399|ref|NR_025990.1 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Ba 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

571882 Bacteria_16S 1282708 1282728 73 93 gi| 219846087 |ref|NR_025677.1 
strain PYAN-1 16S ribosomal RNA, partial sequence 1281261 1282749 Entomoplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
571882 Bacteria_16S 1329928 1329948 75 95 gi|219846090|ref|NR_025680.1 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
571882 Bacteria_16S 1369464 1369484 73 93 gi|228718692|ref|NR_027575.1 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
571882 Bacteria_16S 1393460 1393480 73 93 gi|228716184|ref|NR_027548.1 
strain MP145 16S ribosomal RNA, partial sequence 1392046 13934 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

571882 Bacteria_16S 1405497 1405517 73 93 gi|219857153|ref|NR_024781.1 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 14055 

Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; 
571882 Bacteria_16S 1420589 1420609 75 95 gi| 224581445 |ref|NR_027227.1 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571882 Bacteria_16S 1448385 1448405 73 93 gi|224581422|ref|NR_027203.1 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogiba 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incer 
Mogibacterium. 

571882 Bacteria_16S 1455893 1455913 73 93 gi|224581417|ref|NR_027198.1 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 145591 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromon 
571882 Bacteria_16S 1460224 1460244 73 93 gi|224581413|ref|NR_027194.1 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 14602 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenor 
571882 Bacteria_16S 1514619 1514639 73 93 gi| 219878119 |ref|NR_025258.1 
strain 34hsl 16S ribosomal RNA, partial sequence 1513128 15146 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

571882 Bacteria_16S 1567395 1567415 73 93 gi|219846058|ref|NR_025648.1 
strain LB37 16S ribosomal RNA, partial sequence 1565947 15674 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

571882 Bacteria_16S 1568931 1568951 73 93 gi| 219846057 |ref|NR_025647.1 
strain LB23 16S ribosomal RNA, partial sequence 1567482 15689 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

571882 Bacteria_16S 1571959 1571979 73 93 gi|219878156|ref|NR_025295.1 


subsp. 
subsp. 


gi 


989496 99101 
ammaproteobacteria; Enterobacteriales; 


gi 


1068707 10701 


16S ribosomal RNA, partial sequence 1154576 11561 
Oceanoba 


gi 


1204671 12061 


265678384 


Enterobac 
265678331 


cillus. 
228715355 


ref |NR_028686.1 
teriaceae; Citro 
ref |NR_028633.1 
33 Brevundimonas 
aceae; 
ref |NR_028620.1 
lus akibai Bacte 


ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref |NR_028001.1 


ref|NR_027527.1 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Bacillus akibai strain 
ria; Firmicutes; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Collinsella stercoris 


28 Collinsella stercoris DSM 13279 


riobacteriaceae; 


Catenibacterium 

bacterium mitsuokai DSM 

eae; Catenibacterium. 
Brevibacillus 

5 Brevibacillus 


Desulfuromonas 
5 Desulfuromonas 


Desulfuromonadaceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Dialister invisus DSM 
ter invisus DSM 15470 


Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Leptotrichia shahii 


31 Leptotrichia shahii Bacteria; 


Leptotrichia hofstadii 


67 Leptotrichia hofstadii Bacteria; 


Aeromonas salmonicida 


smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


ATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCTACAGGATC 
CTGCGGAGACGCGGGAGTGCCTTCGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCGAGCTAGCGATAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACT 
CGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAG 
CGGAAACGAGTTAACTGACCCTTCGGGTAACGTTAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAA 
ACGATGGCTAATACCGCATAATGCCTTCGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGG 
CTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCGAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCAGTGAGGAAGGCGGGTACGTTAATAGCGTGCTC 
NTTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATG 
CAGGTGGTTCGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGCGGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGT 
AGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGT 
CGCAAGATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAG 
AGAAGCCAGCGGAGACGCAGGTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCC 
TTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCT 
GCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
GGGCTGCAAAAGAAGTGGGTAGTTTANCCTTCGGGAGGATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAAGAGTTTGA 
TCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAAAGAAGCTTGCTTCTTTGCTGACGAGCGGCGGACGGGTGAGTAAA 
GCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAACGTCTACGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCGG 
GATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAANGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACG 
GTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTAC 
TTTCAGCAGTGAGGAAGGATATAGCTTTAATAGAGTTATATTTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTTTTAAGTCAGATGTGAAAGCCCGGGGCTTAACCCCGGAGTTGCATTTGAAACTGG 
GAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACT 
GACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTT 
CGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTCAGAAGAGACTGGAGACAGTCTTGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGATTGCCAGCACTTCGGGTGGGAACTCCAGGGAGACTGCCGGTGATAAA 
CCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCGGCCAACTTGCGAAAGTGAG 
CGAATCCCAAAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCNCGTCACACCATGGGAGTGGGC TGCAANNNNNGCAGGTANTNNAACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACTTAACTGAACCTTCGGG 
GAACGTTAAGGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAATATGCCTTAGTGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAATGTCTT 
CGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCGCTAAGATTAGCCCAGGTGAGATTAGCTAGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCTCTAGCTGG 
TCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCAT 
GCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTAGGGAGGAAGGTGTTGTAGTTAATAGCTGCAGCATTTGACGTTACCTACAGAAGAAGCAC 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTCATTAAGTCAGATGTGAA 
AGCCCGGGGCTCAACCTCGGAACCGCATTTGAAACTGGTGAACTAGAGTGCTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAG 
GAATACCAGTGGCGAAGGCGGCCCCCTGGACAGACACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
ATGTCTACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGA 
CGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTAGTGCC 
TTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCA 
CGTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTAC 
AATGGCGCATACAGAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATC 
GCTAGTAATCGTGAATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAANGAAGTGNGNAGNTTAA 
CCT TCGGGNGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGC 
CTAACACATGCAAGTCGAGCGGTAACATTTCAAAAGCTTGCTTTTGAAGATGACGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCCTGATGTGGGGGAT 
AACCATTGGAAACGATGGCTAATACCGCATGATGCCTACGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCTAGGTGGGATTAGCTAGTTGG 
TGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGGGGTATCGTTA 
ATAGCGGTATTCTTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGCATGCAGGTGGTNCGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGCGGACTAGAGTACTGTAGAGGGGGGTAGA 
ATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTG 
GGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTC 
TTGACATCCAGAGAATCCAGCGGAGACGCAGGNGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGT 
CATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCG 
GATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGNATCAGAATGCCACGGTGAATNCGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGG 
CGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGACTTAACTGAACCTTCGGGGAACGTTAAGGGCGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGAATATG 
CCCTGATGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAATCTCTTCGGAGCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATTAGCCCAGGT 
GGGATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTAGGGAG 
GAAGGCAGTGTCGTTAATAGCGGCATTGTTTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAA 
TCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTCTGTTAAGCAAGATGTGAAAGCCCGGGGCTCAACCTCGGAACAGCATTTTGAACTGGCAGACTAGAGTCT 
TGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGATGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCG 
TTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGANGCAACGCGA 
AGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGCATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 


571882 Bacteria_16S 


1651103 1651123 73 


93 


VKM B1479 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


571882 Bacteria_16S 


strain 16351 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
571882 Bacteria_16S 


1671111 1671131 73 


Clostridiales; 
1689193 1689213 73 


93 


Clostridiaceae; 


93 


strain 6AG 16S ribosomal RNA, partial sequence 


Firmicutes; 
571882 Bacteria_16S 
strain KMM 241 16 
Proteobacteria; 
571882 Bacteria_16S 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


thomasii Bacteria; 
Anaerobiospirillum. 
571882 Bacteria_16S 
strain VencChi2 16 
Fusobacteria; 
571882 Bacteria_16S 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
stellipolaris Bacteria; 


Alteromonas. 
571882 Bacteria_16S 
strain LMG 21857 
Proteobacteria; 

571882 Bacteria_16S 


Bacillales; 


Fusobacteriales; 


Bacillaceae; 
1701614 1701634 73 


1742728 1742748 73 


1832353 1832373 73 


1861200 1861220 73 
Proteobacteria; 


1870360 1870380 73 


1929740 1929760 73 


Bacillus. 


93 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonad 


93 


93 


S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


93 


Gammaproteobacteria; Alte 


93 


16S ribosomal RNA, partial sequence 1868909 18703 
Gammaproteobacteria; Alteromonadales; Alteromonad 


93 


strain 2674 16S ribosomal RNA, partial sequence 


Proteobacteria; 
571882 Bacteria_16S 


strain 95Al 16S ribosomal RNA, 


Proteobacteria; 
571882 Bacteria_16S 
strain DSM 5000 1 
Proteobacteria; 
571882 Bacteria_16S 
strain DSM 30063 
Proteobacteria; 

571882 Bacteria_16S 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragi 
Enterobacteriaceae; 


Gammaproteobacteria; 
571882 Bacteria_16S 
strain 81H-380. 1 
Proteobacteria; 
571882 Bacteria_16S 
strain Eb 13/82 1 
Proteobacteria; 
571882 Bacteria_16S 
strain 534-30 16S 
Planctomycetes; 
571882 Bacteria_16S 
strain LMG 12370 

Firmicutes; Bacil 
571882 Bacteria_16S 
strain SW-47 16S 
Proteobacteria; 

571882 Bacteria_16S 
submarinus strain 
Bacteria; 
571882 Bacteria_16S 
strain NCIMB 8634 
Proteobacteria; 
571882 Bacteria_16S 


1963136 1963156 73 


1989210 1989230 73 


1992307 1992327 73 


2000017 2000037 73 


Enterobacteriales; 


2003086 2003106 73 


2004619 2004639 73 


2012373 2012401 78 


2039274 2039294 73 


2102124 2102144 73 


2103723 2103743 73 


2171827 2171847 73 


2200605 2200625 73 


Gammaproteobacteria; Alteromonadales; Moritellace 


93 


complete sequence 
Gammaproteobacteria; Pasteurellales; Pasteurellac 


93 


6S ribosomal RNA, partial sequence 1987760 19892 
Gammaproteobacteria; Enterobacteriales; 


93 


16S ribosomal RNA, partial sequence 1990842 19923 
Gammaproteobacteria; Enterobacteriales; 


93 


93 


6S ribosomal RNA, partial sequence 2001636 20 
Gammaproteobacteria; Enterobacteriales; 


93 


6S ribosomal RNA, partial sequence 2003168 20 
Gammaproteobacteria; Enterobacteriales; 


106 


ribosomal RNA, partial sequence 
Planctomycetacia; Planctomycetales; Planctomycetaceae; 


93 


16S ribosomal RNA, partial sequence 2037802 20 
lales; Bacillaceae; Virgibacillus. 


93 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonad 


93 


6N 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


93 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


93 


strain MX9 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


571882 Bacteria_16S 
strain MK405 16S 


571882 Bacteria_16S 


2202116 2202136 73 


2203637 2203657 73 


93 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


93 


gi|219878442 
1649700 16511 


gi|219878428 
1669639 16711 
Clostridiu 
gi|219878415 
1687712 16892 


gi|219878407 
1700153 17016 


gi|219878379 
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gi| 219878315 
1830898 18324 
Ilyobacter. 

gi| 219878294 
sequenc 


gi|219878288 


gi| 219878242 
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gi| 219878220 
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gi| 219878203 
Enterobac 
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gi|219878196 
Pragi 
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031 


gi 


219878193 
046 


gi 
gi|219878188 
2010901 20124 


219878169 
393 


gi 


gi|219878121 
2100672 21021 


219878118 
21022 


gi 


219857621 
21703 


gi 
gi|219857599 
2199190 22006 


gi|219857598 
2200688 22021 


219857597 


ref|NR_025581.1 


ae; 
ref 


Labrys. 
NR_025567.1 


m. 


ref|NR_025554.1 


ref|NR_025546.1 
aceae; Glaciecol 
ref|NR_025518.1 

1741287 174278 
ales; 


ref|NR_025454.1 


ref|NR_025433.1 
e 1859752 186123 
romonadales; 
ref|NR_025427.1 


aceae; Glaciecol 
ref|NR_025381.1 


Moritella. 
NR_025359.1 


ae; 
ref 


Pasteurella 
NR_025342.1 


eae; 
ref 


teriaceae; 
ref |NR_025340.1 


teriaceae; Serra 
ref |NR_025335.1 
a fontium Bacter 
a. 

ref |NR_025333.1 
Lemin 
ref |NR_025332.1 
Budvi 
NR_025327.1 


ref 


Planctomyc 
ref|NR_025308.1 
07 Virgibacillus 
ref |NR_025260.1 
aceae; Alteromon 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025210.1 
56 2171849 Cellvi 
Cellvibri 


ref|NR_025187.1 


ref |NR_025186.1 


ref|NR_025185.1 


gi 


lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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a. 
Anaerobiospirillum 
0 Anaerobiospirillum 


Succinivibrionaceae; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Alteromonas 
3 Alteromonas 


Alteromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
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17 Leminorella grimontii Bacteria; 
Enterobacteriaceae; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 
Enterobacteriaceae; 
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86 Mycoplasma gypis Bacteria; 
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Azoarcus toluclasticus 


ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 

Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

16S 2576490 2576510 73 93 gi|219857284|ref|NR_024915.1] Taylorella 

train UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 

acteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
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Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

16S 2731330 2731350 73 93 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
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ref|NR_025987.1 


219846395 


ref|NR_025986.1 


c 


O. 
e 


2 
n 


t 


98 3235755 Thermo 
xr 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
monas. 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Ruminobacter 

bacter amylophilus 

; Ruminobacter. 
Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 
Ammoniphilus 

philus oxalaticus 

iphilus. 
Streptococcus 

ococcus thoraltensis 


Thermosyntropha 
syntropha lipolytica 
opha. 

Marinococcus 
2 Marinococcus 


Cetobacterium ceti 
ceti Bacteria; 


Pelobacter 
2 Pelobacter 


elobacteraceae; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


ref|NR_026141.1| Bacillus clarkii 

87 Bacillus clarkii Bacteria; 
ref|NR_026135.1| Clostridium 

nce 3549572 3551038 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_026089.1| Aeromonas bestiarum 
33 3613434 Aeromonas bestiarum Bacteria; 
e; Aeromonas. 

ref|NR_026037.1| Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Mycoplasma bovirhinis 


3754983 3756434 Mycoplasma bovirhinis Bacteria; 


571882 Bacteria_16S 3759424 3759444 73 93 
strain PG51 16S ribosomal RNA, partial sequence 
3775895 3775915 73 


571882 Bacteria_16S 93 


gi| 219846393 


3757993 37594 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 


putrefaciens Bacteria; Tenericutes; Mollicutes; Mycopla 


571882 Bacteria_16S 3798590 3798610 73 93 
strain PS-1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571882 Bacteria_16S 


3812254 3812274 73 93 


funditum strain pf3 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
571882 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 

571882 Bacteria_16S 


Lactobacillales; 
3813808 3813828 73 93 


Bacteria; Proteobacteria; 


3816881 3816901 73 93 


Carnobacteriaceae; 


Gammaproteobacteria; Thiotrichales; Piscirickettsiace 


ref 


NR_025984.1 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


gi|219846380|ref|NR_025971.1| Mycoplasma 

3774462 3775927 Mycoplasma 

smataceae; Mycoplasma. 
gi|219846364|ref|NR_025955.1]| Cycloclasticus pugetii 
3797117 3798610 Cycloclasticus pugetii Bacteria; 
ae; Cycloclasticus. 
gi|219846355|ref|NR_025946.1| Carnobacterium 
3810756 3812276 Carnobacterium funditum 
Carnobacterium. 

gi|219846354|ref|NR_025945.1| Aeromonas 


strain CECT 4199 16S ribosomal RNA, partial sequenc 
Gammaproteobacteria; 


gi|219846352 


hydrothermalis strain R3 16S ribosomal RNA, partial sequence 


hydrothermalis Bacteria; 
Halothiobacillus. 
571882 Bacteria_16S 3885353 3885373 73 93 
strain BVl 16S ribosomal RNA, partial sequence 


Proteobacteria; 


571882 Bacteria_16S 
strain DSS12 16S 
Proteobacteria; 

571882 Bacteria_16S 3953326 3953346 73 93 
strain DSK1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
571882 Bacteria_16S 4009537 4009557 73 93 
strain 848 16S ribosomal RNA, partial sequence 

Proteobacteria; 
571882 Bacteria_16S 


3951770 3951790 73 93 
ribosomal RNA, partial sequence 


4027681 4027701 73 93 


Gammaproteobacteria; 


Gammaproteobacteria; Aeromonadales; Aer 


gi| 219846306 


3883911 38853 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi|219846258 


3950287 39517 
Gammaproteobacteria; Alteromonadales; 


gi| 219846257 


3951843 39533 
Gammaproteobacteria; Alteromonadales; Moritellaceae; 


gi|219846217 


4008054 40095 
omonadaceae; 


gi|219846205 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 


alkenivorans Bacteria; 
Desulfatibacillum. 
571882 Bacteria_16S 4086829 4086849 73 93 

strain GB8-1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
571882 Bacteria_16S 4119855 4119875 73 93 
strain YJS 16S ribosomal RNA, partial sequence 

Tenericutes; Mollicutes; Entomoplasmatales; 
571882 Bacteria_16S 4136635 4136655 73 


Proteobacteria; 


93 


velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 
Entomoplasmatal 


velocicrescens Bacteria; 
571882 Bacteria_16S 4138201 4138221 73 93 
strain Tab-4c 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; 
571882 Bacteria_16S 4139769 4139789 73 
syrphidicola strain EA-1 
syrphidicola Bacteria; 
571882 Bacteria_16S 


Tenericutes; Mollicutes; 


93 


Tenericutes; Mollicutes; 
4141333 4141353 73 93 


sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


sabaudiense Bacteria; 
571882 Bacteria_16S 
strain HYOS-1 16S 


Tenericutes; Mollicutes; 
4142897 4142917 73 93 
ribosomal RNA, partial sequence 


Deltaproteobacteria; 


Entomoplasmataceae; 


16S ribosomal RNA, partial sequence 
Entomoplasmatales 


gi|219846162 


4085324 40868 
Syntrophomonadaceae; 


gi| 219846138 


4118405 41 


gi|219846123 


gi| 219846122 


4136739 41382 
Spiroplasmataceae; 


gi|219846121 


gi|219846120 


gi|219846119 


4141437 41429 


Shewanellaceae; 


Desul 


199 


Aero. 


ref 


ref 


ref 


ref 
foba 


ref 


ref 


ref 
es; 


ref 


ref 


; Sp 
ref 


Spi 
ref 


3815400 381690 
Chromat 


4026183 402770 


4135174 413668 


4138305 413982 


4139871 414138 


e 381232 
monadales; 


NR_025943.1 
Halot 


iales; 


NR_025896.1 


Moritella. 
NR_025807.1 
NR_025795.1 
cterales; De 


NR_025752.1 


monas. 
NR_025728.1 


lasma. 
NR_025713.1 


Spiroplasmat 
NR_025712.1 


lasma. 
NR_025711.1 


iroplasmatac 
NR_025710.1 


roplasmatace 
NR_025709.1 


7 3813828 Aeromonas 


Aeromonadaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


ref|NR_025848.1| Shewanella violacea 

92 Shewanella violacea Bacteria; 
Shewanella. 

ref|NR_025847.1| Moritella japonica 


48 Moritella japonica Bacteria; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 
Aeromonas. 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 
Syntropho 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 
Mesop 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 
Spirop 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Tenericutes; Mollicutes; 
571882 Bacteria_16S 
strain TN-1 16S 
Tenericutes; Mollicutes; 
571882 Bacteria_16S 
leptinotarsae strain LD- 
leptinotarsae Bacteria; 
571882 Bacteria_16S 

strain TABS-2 16S riboso 
Tenericutes; Mollicutes; 
571882 Bacteria_16S 
strain CUAS-1 16S riboso 
Tenericutes; Mollicutes; 
571882 Bacteria_16S 


Entomoplasmatales; 


4144463 4144483 73 
ribosomal RNA, 


Entomoplasmatales; 


4146030 4146050 73 


Entomoplasmatales; 


4153709 4153729 73 


Entomoplasmatales; 


4155274 4155294 73 
strain AES-1 16S ribosomal RNA, partial sequence 


partial sequence 


mal RNA, partial sequence 


Spiroplasmataceae; 
93 gi 
4143001 41 
Spiroplasmataceae; 
93 gi 


Sp 


219846118 


445 
Sp 


219846117 
1B 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
4150715 4150735 73 
mal RNA, partial sequence 


Entomoplasmatale 

93 gi| 219846114 
4149264 41507 
Spiroplasmataceae; Sp 
93 gi| 219846112 
4152247 41537 
Spiroplasmataceae; Sp 
93 gi|219846111 


iroplasma. 


ref|NR_025708.1| Spiroplasma litorale 
16 Spiroplasma litorale Bacteria; 
iroplasma. 

ref|NR_025707.1| Spiroplasma 


4144567 4146083 Spiroplasma 
s; Spiroplasmataceae; Spiroplasma. 


ref|NR_025704.1| Spiroplasma helicoides 
68 Spiroplasma helicoides Bacteria; 
iroplasma. 

ref|NR_025702.1| Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 
iroplasma. 
ref|NR_025701.1 


Spiroplasma culicicola 


4153813 4155327 Spiroplasma culicicola Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


571882 Bacteria_16S 
strain EC-1 16S r 
Tenericutes; Moll 
571882 Bacteria_16S 
chrysopicola stra 
chrysopicola Bacteria; 
571882 Bacteria_16S 


strain CCH 16S ribosomal 
icutes; 


Tenericutes; Moll 
571882 Bacteria_16S 
alleghenense stra 
alleghenense Bacteria; 
571882 Bacteria_16S 

lactatifermentans 
lactatifermentans 
571882 Bacteria_16S 


methylohalidivorans strain MB2 16S ribosomal RNA, parti 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria 


Leisingera. 
571882 Archaea_16S 


solfataricus strain IFO 15331 16S ribosomal RNA, partia 
Sulf 


ibosoma 
icutes; 


in DF-1 


4156840 4156860 73 


Entomoplasmatales; 
4158405 4158425 73 


4159971 4159991 73 


Entomoplasmatales; 


4161537 4161557 73 


Tenericutes; Mollicutes; 


4220813 4220833 73 


Firmicutes; 
4232856 4232876 73 


10330 10359 77 


1 RNA, partial sequence 


RNA, partial sequence 


106 


solfataricus Archaea; Crenarchaeota; Thermoprotei; 


571882 Archaea_16S 


helgesonii strain PI1 16S ribosomal RNA, partial sequence 
Thermococcales; 


Archaea; Euryarc 
571882 Archaea_16S 


strain 7 16S ribosomal RNA, partial sequence 38233 
lfolobales; 


Thermoprotei; Su 
571882 Archaea_16S 
thermoflexus IDZ 
Archaea; Euryarc 
571882 Archaea_16S 
subterraneum A8p 
Archaea; Euryarc 
571882 Archaea_16S 
thermautotrophic 
thermautotrophic 
Methanothermobacter. 
571882 Archaea_16S 

kodakarensis KOD 
Archaea; Euryarc 
571882 Archaea_16S 
thioreducens OGL 
Archaea; Euryarc 
571882 Archaea_16S 
congolense C 16S 


571882 Archaea_16S 
lagunensis strai 


571882 Archaea_16S 
strain PL-19 16S 
Crenarchaeota; 
571882 Archaea_16S 
profundus strain 
Archaea; Euryarc 
571882 Archaea_16S 
thermophilus CR- 
Archaea; Euryarc 
571882 Archaea_16S 
liminatans GKZPZ 


571882 Archaea_16S 
palmolei DSM 427 
Archaea; Euryarc 
571882 Archaea_16S 
thermophilus M 1 
Archaea; Euryarc 
571882 Archaea_16S 


Opfikon 16S ribosomal RNA, partial sequence 


haeota; 


us Archaea; 


haeota; 


haeota; 


ribosomal RNA, 


16216 16245 77 


Thermococci; 


39680 39709 77 


Sulfolobaceae; 


66573 66602 77 


69554 69583 77 


77104 77133 77 


111730 111759 77 


Thermococci; 
156651 156680 77 


Thermococci; 
162681 162710 77 


208740 208769 77 


211790 211819 77 


23662 23686 77 


56244 56272 73 


59241 59269 73 


60721 60749 73 


65074 65098 77 


75567 75595 73 


106 


106 


16S ribosomal RNA, partial seque 


Tenericutes; Mollicutes; 


in PLHS-1 16S ribosomal RNA, partial s 


strain G17 16S ribosomal RNA, partial 
Bacteria; 


gi 


gi 


gi 


39727 


Sulfolobus. 


106 


106 


106 


106 


106 


106 


ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacter 


106 


106 


complete sequence 
Thermoprotei; Desulfurococcales; Pyrodic 


101 


101 


101 


101 


101 


6S ribosomal RNA, partial sequence 
haeota; Methanobacteria; Methanobacteri 


101 
74149 


gi 


16S ribosomal RNA, partial sequence 65162 
haeota; Methanobacteria; Methanobacteri 


gi 


16S ribosomal RNA, partial sequence 68161 
haeota; Methanobacteria; Methanobacteri 


gi 


us Marburg 16S ribosomal RNA, partial s 
Euryarchaeota; Methanobacte 


gi 


1 16S ribosomal RNA, partial sequence 
Thermococcales; 


gi 


-20P 16S ribosomal RNA, partial sequenc 
Thermococcales; 


gi 


161275 16272 


gi 


n IC-154 16S ribosomal RNA, partial sequence 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldisphaerales; 


gi 


210342 21183 


gi 


AV18 16S ribosomal RNA, partial sequen 
haeota; Archaeoglobi; Archaeoglobales; 


gi 


1 16S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanomicrobi 


gi 


16S ribosomal RNA, partial sequence 57845 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomi 


gi 


3 16S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanomicrobi 


gi 


63680 


gi 


75620 


Thermococcac 


Thermococcac 


Thermococcac 


al sequenc 


265678822 
1 sequence 
olobales; 

265678754 
14826 


265678307 
Sulfo 


254971331 
66615 
ales; Meth 
254971329 
69596 
ales; Meth 
254971323 
equence 

ria; Metha 


254971298 
11029 


254971261 
e 15524 


254971257 


219857171 


219846343 


tiaceae; P 
265678632 
ce 22211 
Archaeoglo 
254971238 
54850 
ales; Meth 
254971336 
59274 
crob 
254971335 
59325 
ales; Meth 
254971332 
65111 
ales; Meth 
254971324 


Sulf 
ref 


eae; 
ref 
ref 
anob 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


iace 
ref 


Cal 


ref 


ref 


bace 


ref 


ref 


iace 


ref 


ref 


anob 
ref 


Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 


e 4231451 42328 
; Rhodobacteral 


8883 


16263 


lobu 


75671 
nobacteriales; 


0 111787 Thermo 


8 156699 Thermo 


207306 20877 


23710 


56280 
anomicrobiaceae 
Methanofollis 


60755 
anomicrobiaceae; 


93 gi|219846110|ref|NR_025700.1 
4155378 41568 
Spiroplasmataceae; Spiroplasma. 
93 gi|219846109|ref|NR_025699.1 
nce 4156944 415845 
Entomoplasmatales; Spiroplasmatac 
93 gi|219846108|ref|NR_025698.1 
4158509 41600 
Spiroplasmataceae; Spiroplasma. 
93 gi| 219846107 |ref|NR_025697.1 
equence 4160075 416159 
Entomoplasmatales; Spiroplasmatac 
93 gi|219846061|ref|NR_025651.1 
sequence 4219342 422083 
Clostridia; Clostridiales; Clostridiaceae 
93 gi| 219846047 |ref|NR_025637.1 


8 


NR_029127.1 
10377 
olobaceae; S 
NR_029059.1 


Palaeococc 
NR_028609.1 
s tokodaii 


NR_028249.1 


acteriaceae; 
NR_028247.1 


NR_028241.1 
77152 


NR_028216.1 


Thermococcu 
NR_028179.1 


Thermococcu 
NR_028175.1 


ae; Methanob 
NR_024799.1 
1 
disphaeracea 
NR_025933.1 


NR_028937.1 
Archae 
ae; Archaeog 
NR_028156.1 
Methan 

v 


NR_028254.1 
ae; Methanof 


NR_028253.1 
Methan 


NR_028250.1 


acteriaceae; 


e 


Palaeo 
u 


Archaea; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Clostridium 

8 Clostridium 

; Clostridium. 
Leisingera 

1 Leisingera 

s; Rhodobacteraceae; 


Sulfolobus 
Sulfolobus 
ulfolobus. 
Palaeococcus 
coccus helgesonii 
s. 

Sulfolobus tokodaii 
Crenarchaeota; 


Methanothermobacter 


Methanothermobacter thermoflexus 


Methanothermobacter. 
Methanobacterium 


Methanobacterium subterraneum 
anobacteriaceae; 


Methanobacterium. 
Methanothermobacter 
Methanothermobacter 


Methanobacteriaceae; 


Thermococcus 
coccus kodakarensis KOD1 
s. 
Thermococcus 
coccus thioreducens 
s. 
Methanobacterium 


7 Methanobacterium congolense Archaea; 


acterium. 
Caldisphaera 
Caldisphaera 

e; Caldisphaera. 
Pyrodictium occultum 


8 Pyrodictium occultum Archaea; 
yrodictium. 


Archaeoglobus 
oglobus profundus 
lobus. 
Methanoculleus 
oculleus thermophilus 
Methanoculleus. 
Methanofollis 
liminatans Archaea; 
ollis. 
Methanoculleus 
oculleus palmolei 
Methanoculleus. 
Methanothermobacter 


Methanothermobacter thermophilus 


Methanothermobacter. 
Methanosaeta concilii 


NR_028242.1 


Methanosaeta concilii Archaea; 


Euryarchaeota; 


571882 Archaea_16S 


petrolearius SEBR 4847 16S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanomicrobi 


Archaea; Euryarc 
571882 Archaea_16S 


GSS1 16S ribosomal RNA, 


Euryarchaeota; 
571882 Archaea_16S 
blatticola PA 16 
Archaea; Euryarc 
571882 Archaea_16S 
semesiae MD1 16S 


571882 Archaea_16S 
hollandica DMS1 

Archaea; Euryarc 
571882 Archaea_16S 
chikugoensis MG6 
Archaea; Euryarc 
571882 Archaea_16S 


halotolerans strain SEBR 4845 16S ribosomal RNA, partia 
halotolerans Archaea; Euryarchaeota; Methanomicrobia; Methanomicr 


Methanocalculus. 
574900 Bacteria_16S 
peptidivorans str 
peptidivorans Bac 
574900 Bacteria_16S 
strain DSM 10365 
Firmicutes; Clost 
574900 Bacteria_16S 
vibrioformis stra 
vibrioformis Bacteria; 
574900 Bacteria_16S 

thermophilum stra 


Chlorobi; Chlorobia; Chlorobiales; Chlorob 
204059 204179 2 118 gi| 265678927 
in H-6-12 16S ribosomal RNA, complete sequence 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomace 
801673 801726 1 54 gi| 265678511 


574900 Bacteria_16S 
subterraneus stra 
subterraneus Bacteria; 
Thermaerobacter. 
574900 Bacteria_16S 
putrefaciens stra 
putrefaciens Bacteria; 
574900 Bacteria_16S 
nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 
574900 Bacteria_16S 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 
Firmicutes; 


marianensis Bacte 
Thermaerobacter. 
574900 Bacteria_16S 


ria; 


Thermoplasmata; 


teria; 


ridia; 


teria; 


78596 78624 73 


147616 147644 73 
partial sequence 


149097 149125 73 


152099 152127 73 


ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; 


164174 164202 73 


193881 193909 73 


207219 207247 73 


2434823 2434942 2 


Firmicutes; 
3286019 3286138 2 


Clostridiales; 
293876 293930 1 


in C21 16S ribosomal RNA, 


Firmicutes; 
2463595 2463715 1 


Firmicutes; 
2756931 2756984 1 


Firmicutes; 
2904501 2904554 1 


3155738 3155861 1 


Thermoplasmatales; 


Clostridia; 


Clostridia; 


101 


101 


146236 147646 T 
Thermoplasmatac 


101 


S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanosarcina 


101 


101 


101 


101 


118 


118 


55 


complete sequence 
Clostridia; 


gi 


gi 


gi 
14 


gi 
15 


gi 


16S ribosomal RNA, partial sequence 162778 1 
haeota; Methanomicrobia; Methanosarcina 


gi 


2 16S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanomicrobi 


gi 


gi 


ain TMC4 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridiaceae; 


gi 


in 6030 16S ribosomal RNA, partial sequence 


in DSM 1291 16S ribosomal RNA, partial 
Clostridia; 


ain JCM 11223 16S ribosomal RNA, parti 
Clostridia; 


kuznetsovii strain DSM 6115 16S ribosomal RNA, partial 


kuznetsovii DSM 6 
574900 Bacteria_16S 
norvegica strain 

Bacteria; Proteob 
Thermodesulforhabdus. 
574900 Bacteria_16S 

ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae; 
574900 Bacteria_16S 


phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


Firmicutes; 
574900 Bacteria_16S 


wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


Bacteria; Firmicutes; 
574900 Bacteria_16S 


strain McClung 2004 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; Firmicutes; 
574900 Bacteria_16S 


115 Bacteria; 


Clostridia; 


Clostridia; 


Clostridia; 


3776398 3776447 8 


1360821 1360940 1 


10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 


2883429 2883549 4 


104853 104908 1 


208726 208845 2 


1504651 1504694 75 


Firmicutes; 


Clostridiales; Clo 
118 gi|219857407 
sequence 
Clostridiales; Clo 
54 gi|219857148 
al sequenc 
Clostridiales; Cl 
54 gi| 219856853 
Clostridiales; Clos 
118 gi| 219846818 
sequence 
Clostridia; Clostridia 
57 gi| 219846379 
37759 
Syntrophobacterale 
117 gi|228719712 


complete sequence 13604 


118 


56 


118 


118 


A8444 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


gi 


gi 


gi 


Clostr 


gi 


254971322 
77203 
ales; Meth 
254971267 


254971266 
7697 14914 
les; 
254971264 
0703 15215 


254971256 
6422 
les; Metha 
254971234 

19248 
ales; Meth 
219857242 
1 sequence 


219857431 


cl 
219846730 


Clostridiu 
265678864 


idimicrobi 
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574900 Bacteria_16S 1981812 1981867 1 56 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 
574900 Bacteria_16S 1983397 1983452 1 56 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 
574900 Bacteria_16S 1984981 1985036 1 56 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 
574900 Bacteria_16S 2325642 2325761 2 118 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 


574900 Bacteria_16S 3829618 3829661 75 118 gi| 219846342 |ref|NR_025932.1| Heliobacterium chlorum 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

574900 Bacteria_16S 815443 815568 1 118 gi| 265678502 |ref|NR_028805.1| Pseudonocardia 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 
574900 Bacteria_16S 2750851 2750972 1 ite gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 
574900 Bacteria_16S 2752345 2752466 1 118 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
574900 Bacteria_16S 2821666 2821787 1 118 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
574900 Bacteria_16S 3366843 3366964 1 118 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
574900 Bacteria_16S 3368343 3368464 1 118 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
574900 Bacteria_16S 3369839 3369960 1 118 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
574900 Bacteria_16S 3371338 3371459 1 118 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 
574900 Bacteria_16S 1972460 1972580 1 118 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
574900 Bacteria_16S 161225 161344 2 118 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
574900 Bacteria_16S 542755 542803 9 57 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 
574900 Bacteria_16S 3028943 3029062 2 118 gi| 219846904 |ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 
574900 Bacteria_16S 3264783 3264902 2 118 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
574900 Bacteria_16S 3444725 3444781 1 57 gi|219846613|ref|NR_026205.1| Succiniclasticum 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 
574900 Bacteria_16S 257598 257653 1 56 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 


574900 Bacteria_16S 257687 257730 75 118 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
574900 Bacteria_16S 332133 332176 75 118 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

574900 Bacteria_16S 783292 783347 1 56 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

574900 Bacteria_16S 801773 801816 75 118 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

574900 Bacteria_16S 850327 850370 75 118 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

574900 Bacteria_16S 860990 861112 4 118 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
574900 Bacteria_16S 934417 934472 1 56 gi|265678422|ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
574900 Bacteria_16S 939093 939136 75 118 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

574900 Bacteria_16S 1090027 1090145 4 118 gi| 265678316 |ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

574900 Bacteria_16S 1098996 1099114 4 118 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

574900 Bacteria_16S 1108114 1108232 4 118 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

574900 Bacteria_16S 1244383 1244426 75 118 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
metallireducens strain 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
metallireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
574900 Bacteria_16S 1313463 1313518 1 56 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
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574900 Bacteria_16S 2354193 2354248 2 57 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
574900 Bacteria_16S 2547853 2547896 75 118 gi| 219857345 |ref|NR_024933.1| Desulfosporosinus 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 


Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 


574900 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


574900 Bacteria_16S 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


574900 Bacteria_16S 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


574900 Bacteria_16S 


strain JCM 9373 1 


Planomonospora. 


574900 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


574900 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


574900 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


574900 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


574900 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


574900 Bacteria_16S 


strain DSM 43678 
Actinobacteria; A 


574900 Bacteria_16S 


strain DSM 43311 
Actinobacteria; A 
Microtetraspora. 


574900 Bacteria_16S 


chlororespirans s 
chlororespirans B 


574900 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


574900 Bacteria_16S 


brockii subsp. fi 


Thermoanaerobacter brockii subsp. 


Thermoanaerobacte 


574900 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


574900 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


574900 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


574900 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


574900 Bacteria_16S 


strain ST26 16S r 
Actinobacteria; A 


574900 Bacteria_16S 


strain ST50 16S r 
Actinobacteria; A 


2569212 2569255 75 118 
ain SPL77A 16S ribosomal RNA, 
teria; Firmicutes; Clostridia; 
2669978 2670096 4 118 


gi 
partial 
Clostri 


gi 


se 
di 


Strept 
2692511 2692629 4 118 gi 
TT 00-51 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
eae; Planotetraspora. 
2753844 2753962 4 


118 gi 


Strept 
2757031 2757074 75 118 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


al 
di 


2818682 2818800 4 118 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 
2898384 2898505 1 118 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2 
1 
e; 


nc 
al 


3154230 3154273 75 118 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3173941 3173991 4 54 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3249722 3249840 4 118 gi 


en 
oc 


Ss; 


ctinobacteridae; Actinomycetales; 
3251222 3251340 4 118 


Stre 
gi 


pt 


ctinobacteridae; Actinomycetales; Strept 
3685279 3685322 75 118 
train Co23 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3763048 3763091 75 118 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3882717 3882772 1 56 gi 
nnii strain AKo-1 16S ribosomal RNA, p 


gi 
se 
ri 


al 
ia 


ar 


Thermo 
gi 


rales; Thermoanaerobacteraceae; an 
3964284 3964327 75 118 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
4072000 4072043 75 118 gi 
rain BOR-Y 16S ribosomal RNA, partial 


cteria; Firmicutes; Clostridia; Clostr 


oc 
se 
id 


4078116 4078159 75 118 gi 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 


ue 
le 


6S ribosomal RNA, partial sequence 2753496 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


finnii Bacteria; 


219857288 


quence 
ales; 


219857193 


ence 
inomy 


219857150 


549 
ospor 


219857148 
sequenc 
cl 


ales; 


19856911 
sequence 
Actinomycet 


219856857 


e 28980 


es; 


219846819 


ce 31537 
caceae; 


219846805 


31735 


219846447 


quence 
diales; 


219846390 


sequenc 
les; Lac 


219846307 
tial seq 
Firmicutes; 
aerobact 
219846249 
3963836 39652 


yclaceae 


219846171 


quence 


iales; C 


219846167 


nce 


s; Pepto 


4207545 4207588 75 118 gi 
strain 41 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clo 
ella. 


se 
st 


138422 138547 1 118 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
139951 140076 1 118 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


oc 


oc 


574900 Bacteria_16S 


1345742 1345867 1 118 gi 


219846070 


quence 
ridiales 


265678970 
138055 13953 


occineae 


265678969 
139582 14105 


occineae 


228720938 


cl 
219857210 


osporang 


cet 


ang 


Prop 


Thermoa 
219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
osporang 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 
osporang 


ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024838.1 
87 Microbispora 
ineae; Streptos 


ref|NR_024821.1 
2692168 269363 
ales; Streptospo 


v 


ref|NR_024778.1 


ineae; Streptosp 


ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_024732.1 
2818334 281977 
ales; Strept 


ref |NR_024676.1 
36 2899473 Microp 
ionibacterineae; 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026346.1 


inea 
ref 


e; Streptosp 
NR_026345.1 


ineae; Streptosp 
ref|NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025897.1 
uence 388233 


er. 


ref |NR_025839.1 


; Rhodocyclus. 
ref|NR_025761.1 

4071551 407304 
lostridiales Fam 


ref|NR_025757.1 

4077655 407918 
coccaceae; Crypt 
ref|NR_025660.1 
4207086 420854 
Clostridiales 


’ 


ref |NR_029278.1 
1 Sanguibacter 
; Sanguibacterac 
ref |NR_029277.1 
8 Sanguibacter 
; Sanguibacterac 


Clostridia; 


Clostridium 
8 Clostridium 
ostridium. 
Microbispora mesophila 


mesophila Bacteria; 
Pp 


orangiaceae; 


Planotetraspora 
9 Planotetraspora 
rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Planomonospora 
7 Planomonospora 
osporangineae; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Nonomuraea salmonea 


v 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 

Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 

Thermoanaerobacter 
8 3883860 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Soehngenia 
4 Soehngenia 
ily XI. Incertae Sedis; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Carboxydocella 

0 Carboxydocella 
Family XVI. Incertae 


Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 


ref|NR_027599.1 


Brachybacterium 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 


AAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACTTCGGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTG 
GGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCTGCCAACTCGCGAGAGTGAGCGAATCCCAGAAA 
GTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAAGTAGCTTGCTACTTTTGCC 
GGCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGCAG 
GGGACCTTCGGGCCTTGCGCGATTGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGA 
TCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGA 
AGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTCAGTAGCTAATATCTGCTGGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCGGGCTCA 
ACCTGGGAATTGCATTTAAAACTGTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGC 
GAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGA 
GGCTGTGTCCTTGAGACGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGT TAAAACTCAAATGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCTGGAATCCTGNAGAGATNCGGGAGTGCCTTCGGGAATCAGA 
ACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTGCCAGCACGTAATGGTGGGA 
ACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACA 
GAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
AATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGNGGCGGGCCT 
TCGGGCGGTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTTGTTGTGGGGGATAACTCTGGGAAACCCGAGCTAATACCGCATACGCCCTACGGA 
GGAAAGCGGGGGACCTTCGGGCCTCGCGCTATGAGATGAGCCTACGTCGGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCTGTAGCTGGTCTG 
AGAGGACGATCAGCCACACTGGGACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCG 
CGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTATGCAGGGAAGAAGGGCGGGAGGTTAATACCCGTCTGACTTGACGTTACCTGCAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGGTGGCGGTTATTTAAGTCAGATGTGAAAGCC 
CCGGGCTTAACCTGGGAACTGCATTTGATACTGTCAGGCTCGAGTTTAATAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAC 
ACCAGTGGCGAAGGCGGCTCCCTGGACCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGT 
CAACTAGCCGTTGGGCAGTTTAGTCCTTCAGTGGCGCACTAACGCGTTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGAT TAAAACTCAAATGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATGCACGGTATCCTGGAGAGATGCGGAAGTGCCTTCGG 
GAGCCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAACGGTTGC 
GGCTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGG 
CCGGTACAGAGGGTAGCNAAGCCGCGAGGTGGAGCAAATCCCAGAAAGCCGGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAG 
TAATCGCGAATCACAATGTCGCGGTCAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCNGAAGTAGGTAGTCTAACCGCA 
AGGAGGGCGCTTACCACTTTGTGATTCATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGACGA 
ACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAATCCTTCGGGATGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGTGGG 
GGATAGCCTTCCGAAAGGAAGATTAATACCGCATAATATCTAATTGCCGCATGGCAGATAGATTAAAGGAGCAATTCGCTTTGAGATGGACCCGCGGCGCATTAG 
CTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAGCTCTGTCTTCAGGGACGATAATGA 
CGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCATGCGTAGGCG 
GATACTTAAGTGGGATGTGAAAACCCGGGGCTCAACTCCGGACCTGCATTCCAAACTGGGTGTCTAGAGTACAGGAGAGGAAAGGGGAATTCCTAGTGTAGCGGT 
GAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCCTTTCTGGACTGTAACTGACGCTGAGGCATGAAAGCGTGGGTAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGAGTACTAGGTGTCGGGGTTTCAATACTTCGGTGCCGCAGTTAACACATTAAGTACTCCGCCTGGGAAGTACGATCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTGACATCCTAAGAAGTC 
GGTGGAAACACTGATGTGCCTTCGGGGAACTTAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCAAGACTGCCTGGGTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCA 
GGGCTACACACGTGCTACAATGGTTGGTACAGAGAGACGCAAGACCGTGAGGTGGAGCAAATCCCATAAAACCAATCTCAGTTCGGATTGTAGGCTGAAACTCGC 
CTACATGAAGCTGGAGTTACTAGTAATCGCGAATCAGAATGTCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCGATAACAC 
CCGAAGTCCGTGAGGTAACCGTAAGGGCCAGCGCGAAGGTGGGATTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGNTGGATCACCT 
CCT TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATG 
CAAGTCGAGCGAACTTCGGGGTGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACACATGGGATAACATACCGAAAGGTATGCTAATACAGGAT 
AACATAGTTTTTATCGCATGATAAAAATATCAAAGCTCCGGCGGTATGAGATGGACCCGCGTCTGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGA 
TCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCT 
GATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTCAAGTCAGGAGTGAAAGGCTACGGCTCAA 
CCGTAGTAAGCTCTTGAAACTGGGAGACTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGA 
AGGCGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAGGTGTC 
GGGGGTTACCCCCTCGGTGCCGCAGCTAACGCATTAAGTACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTA 
GCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAAGCTTGACATCCTTCTGACTCTCCTTAATCGGAGATTTCCTTCGGGGACAGAAGTGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCATTAAGTTGGGCACTCTAG 
AGGGACTGCCAGGGTAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTTAGGGCTACACACGTGCTACAATGGGTGGTACAGAGGGCAG 
CCAAGTCGTGAGGCGGAGCTAATCCCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCAGATCAGAA 
TGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGGGAGTTGGAGACGCCCGAAGCGGACTATCTAACCTTTTGGAAGAAGTCGTCGA 
AGGTGGAATCAATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGAGATTTGATCCTGGCTCAGGATGAACGCTGGCCGGCCGTGCTTACACATGCAGTCGAACGAAGCGCTTAAACTGGATTTCTTCGGA 
TTGAAGTTTTTGCTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGGGATAACAGTTAGAAATGACTGCTAATACCNNATAAGCG 
CACAGTGCTGCATGGCACAGTGTAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAG 
CCGGCCTGAGAGGGTGAACGGCCACATTGGGAC TGAGACACGGNCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAG 
CGACGCCGCGTGAGCGAAGAAGTATTTNGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCAGCAG 
CCGCGGTAATACGTAGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGTGTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAC 
TGCATTGGAAACTATGTAACTAGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCT 
TACTGGACGATCACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGACTACTAGGTGTCGGGGAGC 
AAAGCTCTTCGGTGCCGCAGCAAACGCAATAAGTAGTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGTGGAG 
CATGTGGTTTAATTCGAGCAACGCGAAGACCTTACCTGGTCTTGACATCCCGGTGACCGGTCCAGTAATGGGACCTTTCCTTCGGGACACGGTGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCAGTAGCCAGCATTTAAGGTGGGCACTCTGGAGAGACT 


4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Brachybacterium. 


574900 Bacteria_ 
DSM 10542 16S rib 
Bacteria; Actinob 


Sanguibacter. 


574900 Bacteria_ 
strain JCM3146 16 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


574900 Bacteria_ 


aridum subsp. 


Actinomycetales; 


574900 Bacteria_ 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 
Dermabacteraceae; 
574900 Bacteria_ 
saxobsidens strai 
saxobsidens Bacte 


Blastococcus. 


574900 Bacteria_ 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 
574900 Bacteria_ 
cellulosilytica s 
cellulosilytica B 


Nocardiopsaceae; 


574900 Bacteria_ 
maanshanensis str 
maanshanensis Bac 
Rho 
574900 Bacteria_ 


Nocardiaceae; 


berrensis strain 
Bacteria; 


strain IFO 12702 


Blastococcus. 


574900 Bacteria_ 
thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 
574900 Bacteria_ 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


574900 Bacteria_ 
dassonvillei subs 


lar 


Firmicu 
574900 Bacteria_ 


16S 1348814 1348939 1 
osomal RNA, partial sequence 


118 gi 


16S 1528678 1528728 4 54 


S ribosomal RNA, partial sequence 


gi 


16S 1663861 1663986 1 118 gi 
largum 
Pseudonocardiaceae; 


1762995 1763120 1 118 gi 


Pseudonocardineae; 
16S 


Brachybacterium. 


16S 1788387 1788512 1 118 gi 


ria; Actinobacteria; Actinobacteridae; 


16S 1816000 1816125 1 118 gi 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


16S 1852525 1852575 4 54 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

16S 2194951 2195076 1 118 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 

16S 2507380 2507426 1 47 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
16S 2826170 2826295 1 118 gi 


16S 3010746 3010871 1 118 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 

16S 3839993 3840118 1 118 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
16S 3881148 3881198 4 54 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
K. 

16S 42631 42684 1 54 gi 
strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 

16S 84917 84970 1 54 gi 
p- dassonvillei strain IMRU 509 16S ri 


1348448 13499 


acteria; Actinobacteridae; Actinomycet Micr 


1528339 15297 


Streptosporang 


gum strain SKF-AAD-609 16S ribosomal R 
Kibdelosporangium aridum subsp. 


n BC448 16S ribosomal RNA, partial seq 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
574900 Bacteria_ 
multiseptatus str 
multiseptatus Bac 
Geodermatophilace 
574900 Bacteria_ 
aggregatus strain 
Bacteria; Actinob 


228720600 
ales; 
219857434 
pt 


219878432 


K 
219878363 
ar 
ridae; Act 
219878343 
uence 


Actinomyc 


219878325 
ence 18156 
ales; Pseu 


219878299 
sequence 
dae; Actin 


219857602 
quence 
e; 


219857372 
ce 25070 
idiaceae; 
219856906 


kineae; Sp 
219846916 
equence 

e; 


219846335 
ce 38396 


ales; Fran 


219846308 
quence 
naerobacte 


265679035 
partial s 
idae; Acti 


265679006 
bosomal RN. 


NA, partia 
Bacteria; Actinobacteria; Actinobacteridae; 
ibdelosp 


tial seq 


Actinomycet 


Actinomycet 


A, p 


ref|NR_027595.1 
42 Sanguibacter 
ococcineae; San 


ref |NR_025022.1 


ineae; Thermomo 
ref 
1 se 


NR_025571.1 
quence 
orangium. 
ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


ref |NR_025482.1 
1788037 178951 
etales; Frankine 


ref |NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


NR_025438.1 
1852181 185367 
omycetales; Stre 


ref |NR_025190.1 
194621 219603 


ales; Coryne 


ND 


ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024727.1 


orichthyaceae; S 
ref|NR_026508.1 

3010413 301189 
ales; Franki 


ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref|NR_025898.1 
3880766 388228 
rales; Thermoana 


ref 
eque 
nomy 


NR_029343.1 
nce 42294 
cetales; Str 
ref|NR_029314.1 


artial seque 


Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 
guibacteraceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 
n 


osporaceae; 


Kibdelosporangium 
1663507 1664980 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Thermohalobacter 
halobacter berrensis 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Modestobacter 
4 Modestobacter 
neae; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


574900 Bacteria_ 


elongatus strain 
Bacteria; 


Bacteria; 


Bacteria; 


Proteob 
574900 Bacteria_ 
rhabdoformis stra 
Proteob 
574900 Bacteria_16S 
A strain ELTDK 10 
Firmicu 
574900 Bacteria_16S 
strain W16 16S ribosomal RNA, partial sequence 


Streptosporangineae; Nocardiopsaceae; 

16S 98694 98743 7 56 gi 
FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
16S 284742 284791 7 56 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
313677 313796 2 118 gi 
3 16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 


Nocardiops 


265678997 
98328 
acterales; 
265678870 
ence 28438 
acterales; 
265678851 
31331 
idiaceae; 


674670 674795 1 118 gi 


Clos 


is. 
ref|NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029157.1 
5 314767 Clostr 
tridium. 


265678599 


Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Clostridium botulinum 
idium botulinum A 


ref|NR_028904.1 


Dermatophilus chelonae 


674316 675810 Dermatophilus chelonae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 


574900 Bacteria_16S 
subroseum strain 


874535 874588 1 


Streptosporangiaceae; 
574900 Bacteria_16S 
lactoaceticus 6A 
Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 
574900 Bacteria_16S 1534718 15347711 


Streptosporangium. 
1301308 1301361 1 


Actinomadura. 
574900 Bacteria_16S 
strain SNG49 16S 


1639320 1639373 1 


574900 Bacteria_16S 1740089 1740142 1 


strain DSM 44494 


574900 Bacteria_16S 1876858 1876911 1 


Nocardiopsaceae; Nocardiopsis. 
574900 Bacteria_16S 2255701 2255746 2 


mediterraneus Bacteria; 
Desulfobulbus. 
574900 Bacteria_16S 


Proteobacteria; 


2333138 23331911 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 
574900 Bacteria_16S 2401262 2401315 1 


Nocardiopsaceae; Nocardiopsis. 
574900 Bacteria_16S 2510423 2510476 1 
strain VKM Ac-942 


Nocardiopsis. 


574900 Bacteria_16S 2511930 2511983 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


54 gi 


54 


gi 


54 gi 


Streptosporangineae; Thermomon 
54 gi|219878450|ref|NR_025589.1 
1638983 1640469 Nocardiopsis 
Streptosporangineae; 
54 gi|219878380|ref|NR_025519.1 


54 gi 


47 gi 
54 gi 
54 


gi 


54 gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


54 gi 


strain VKM Ac-1457 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


574900 Bacteria_16S 
toyohensis strain 
TOBE Bacteria; 
574900 Bacteria_16S 


2755373 2755426 1 


Firmicutes; Clostridia; 
2820172 2820225 1 


Planobispora. 


574900 Bacteria_16S 3132927 3132980 1 


574900 Bacteria_16S 3255709 3255762 1 


Nocardiopsaceae; Nocardiopsis. 
574900 Bacteria_16S 3258734 3258787 1 
strain DSM 43377 


574900 Bacteria_16S 
dassonvillei subsp. 

Nocardiopsis dassonvillei subsp. 
Actinomycetales; 
574900 Bacteria_16S 
islandicus strain 


3260244 3260297 1 


3287533 3287586 1 


574900 Bacteria_16S 
strain YIM 90010 


4061303 4061356 1 


574900 Bacteria_16S 4216650 4216703 1 


Nocardiopsaceae; Nocardiopsis. 


54 gi 


TOBE 16S ribosomal RNA, partial sequenc 
Thermoanaerobacter 


54 gi 


54 gi 


54 gi 


54 gi 


54 gi 


54 gi 


Rlha3 16S ribosomal RNA, partial sequen 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; The 


54 gi 


54 gi 


Strept 
219878283 
halotolerans strain DSM 44410 16S ribosomal RNA, partial 

halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Strept 
219857149 


Strept 


Strept 
219846747 
albirubida strain DSM 40465 16S ribos 


Strept 
219846063 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 

umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; 


A 


No 


265678462 
CY-7113 16S ribosomal RNA, partial sequence 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846639 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterales; 


219857414 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219857562 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 
Deltaproteobacter 


219857507 


219857459 
kunsanensis strain HA-9T 16S ribosomal RNA, partial seque 


kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219857370 


219857369 


219856910 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846833 
strain HK1l 0089 16S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
219846750 
lucentensis strain DSM 44048 16S ribosomal RNA, partial s 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; 


219846748 
16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846729 


219846178 
16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_028765.1 
874217 875635 


ref|NR_026231.1 


Thermoanaerobacterales 


ref |NR_025002.1 


osporangineae; Nocardiop 
ref |NR_025422.1 
sequence 1876505 187800 
Actinomycetales; Strepto 


ref|NR_025150.1 
2255320 225677 
ia; Desulfobacterales; D 
ref|NR_025095.1 
sequence 2332775 233429 
Actinomycetales; Strept 


ref|NR_025047.1 
2400924 240237 
Streptos 


nce 


ref|NR_024958.1 
2510068 2511541 Nocard 
es; Streptosporangineae; 
ref|NR_024957.1 
2511592 2513043 Nocard 
osporangineae; Nocardiop 
ref|NR_024777.1 
e 2754990 2756495 Therma 
ales; Thermoanaerobacter 
ref|NR_024731.1 


osporangineae; Streptosp 


ref |NR_026425.1 
occineae; Dermacoccaceae 
ref |NR_026342.1 
equence 3255372 325683 
ctinomycetales; Streptos 
ref |NR_026340.1 
osporangineae; Nocardiop 
ref |NR_026339.1 
omal RNA, partial sequen 


cardiopsis. 
ref |NR_026321.1 
ce 3287191 3288591 Thermo 
rmodesulfovibrio. 
ref|NR_025768.1 


osporangineae; Nocardiop 


ref|NR_025653.1 


Streptosporangium 
Streptosporangium 


Streptosporangineae; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

9 Nocardiopsis 

sporangineae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 
Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 
Nocardiopsis 

2 Nocardiopsis 

porangineae; 


Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 


4216320 421777 
Strepto 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


574900 Bacteria_16S 


cyanea strain NA1 
Bacteria; Actinob 


Saccharomonospora. 
574900 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


574900 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


574900 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


574900 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


574900 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


574900 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


574900 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


574900 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


574900 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


574900 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


574900 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


574900 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


574900 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


574900 Bacteria_16S 


strain IFO 15474 
Actinobacteria; A 
Herbidospora. 


574900 Bacteria_16S 


vulcanalis strain 
Bacteria; Firmicu 


574900 Bacteria_16S 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


574900 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


574900 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


574900 Bacteria_16S 


strain 653 16S ri 
Firmicutes; Clost 


ibosomal RNA, complete sequence 
ridia; Halanaerobiales; 
322767 322815 70 118 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
652042 652161 2 118 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
665629 665681 2 54 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
1058504 1058552 9 57 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1208155 1208199 74 118 gi 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


Halanaerobiaceae 


ae 


cl 


ea 


qu 
le 


Coriobacterial 
1416450 1416572 4 118 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 
1683651 1683770 2 118 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
2904601 2904644 75 118 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


gi 
rt 
CE: 


ue 
al 


3035053 3035172 2 118 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
3501009 3501128 2 


gi 
Clostridiaceae; Cl 
118 gi 
ridia; Clostridiales; CL 
3528383 3528502 2 


Clostridiaceae; 
118 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
3677680 3677728 9 57 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 


3901142 3901260 4 118 gi 


ue 
es 


ctinobacteridae; Actinomycetales; Stre 


pt 


322285 32381 


265678845 
322285 32381 


265678615 
651676 65311 


265678605 
665236 66673 


265678338 


228715352 
1207714 12091 


224581447 


219878419 


219856853 


219846899 
3034695 30361 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 


219846557 
6S ribosomal RNA, partial sequence 3528019 35294 


219846452 


219846294 
16S ribosomal RNA, partial sequence 3900794 39022 


Haloth thrix. 


NR_029150.1 


ermo 
ref 


’ 


Haloth thrix. 


NR_028920.1 


ermo 
ref 


v 


ostridium. 


ref|NR_028910.1 


e; Pelospora. 
ref |NR_028640.1 

1058138 105957 
ribacteraceae; D 


ref|NR_027524.1 


ence 
s; Defer 


es; Coriobacterineae; Co 


ref |NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


14160 
es; Pseu 
ref 
ence 


NR_025558.1 
168328 
Clostridiaceae; 
ref |NR_024672.1 
2904128 290561 


tridiales Family 


ial sequ 
idiales; 


nce 
es; Clos 


ref|NR_026491.1 


ostridium. 
ref |NR_026167.1 
ostridium. 
ref|NR_026149.1 
ostridium. 
ref|NR_026043.1 
3677295 367884 
ibacteraceae; De 
ref|NR_025884.1 
68 Herbidospora 
ineae; Streptos 


nce 
Deferr 


’ 


osporang Pp 


4048014 4048058 75 118 gi 
CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 

1896 2018 4 118 gi 
28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


en 
Al 


al 
23131 23174 #75 118 gi 
in 265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
24724 24767 75 118 gi 
rain R2 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
26196 26239 75 118 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 


en 
id 
ue 


id 


Clostridiaceae; Cl 


574900 Bacteria_16S 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 


thermoacetoxidans 


53581 53624 75 118 gi 


Bacteria; Firmicutes; Clostridia; Clost 


219846188 


265679062 


265679048 


265679047 


265679046 


25762 


265679028 


ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref |NR_029370.1 

3029 Saccha 
donocardineae; P 


ce 40475 
icycloba 


1539 
es; Pseu 
ref|NR_029356.1 

24226 Clostr 
Clostridium. 
ref |NR_029355.1 

24277 25711 
lostridiaceae; C 
ref |NR_029354.1 


ce 22677 
iaceae; 


nce 
iales; C 
27159 


ostridium. 


357 479 4 118 gi|265679063|ref|NR_029371.1| Saccharomonospora 
34 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
124714 124774 1 61 gi|265678979|ref|NR_029287.1| Nitrospira 
in NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
eria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 
322670 322726 1 57 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Deferribacter 

5 Deferribacter 
ferribacter. 
Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Alicyclobacillus 
lobacillus vulcanalis 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Clostridium 
idium orbiscindens 


Clostridium 
Clostridium 
lostridium. 
Clostridium roseum 


Clostridium roseum Bacteria; 


ref |NR_029336.1 
53088 54587 


ridiales; Peptococcaceae 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 


v 


574900 Bacteria_16S 


71538 


71660 4 118 gi|265679016|ref|NR_029324.1 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 


Pseudonocardia 


71176 72680 Pseudonocardia 


sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Pseudonocardia. 
574900 Bacteria_16S 


574900 Bacteria_16S 


574900 Bacteria_16S 
strain NCTC 279 1 


574900 Bacteria_16S 


83542 


86569 


83585 75 118 gi| 265679007 |ref|NR_029315.1 
strain F 16S ribosomal RNA, partial sequence 83062 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 
574900 Bacteria_16S 


84529 


86612 75 118 gi| 265679005 |ref|NR_029313.1 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 

pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; 
574900 Bacteria_16S 
strain W6 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
152084 152127 75 118 gi|265678961|ref|NR_029269.1 
propionicum strain X2 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
165938 165981 75 118 gi|265678952|ref|NR_029260.1 
6S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
181019 181062 75 118 gi| 265678942 |ref|NR_029250.1 


150529 150572 75 118 gi|265678962|ref|NR_029270.1 
150066 151566 Clostridium litorale Bacteria; 


Anaerofilum agile 

Anaerofilum agile Bacteria; Firmicutes; 
Anaerofilum 
86091 87556 Anaerofilum 


Ruminococcaceae; Anaerofilum. 
Clostridium litorale 


Clostridium 


151617 153137 Clostridium propionicum 


Clostridium tetani 


Clostridium 


proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
182559 182602 75 118 gi| 265678941 |ref|NR_029249.1 
182124 183612 Clostridium irregulare Bacteria; 


574900 Bacteria_16S 
strain 6VI 16S ri 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
197829 197872 75 118 gi|265678931|ref|NR_029239.1 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 

teria; Firmicutes; Clostridia; Clostridiales; 


574900 Bacteria_16S 


chartatabidum Bac 
574900 Bacteria_16S 


Geobacter. 


574900 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 


Sedis; Sedimentib 
574900 Bacteria_16S 
lituiforme strain 
Bacteria; Proteob 
574900 Bacteria_16S 
formicigenes stra 
formicigenes Bact 
574900 Bacteria_16S 
subsp. rosea stra 
subsp. rosea Bact 


Roseomonas. 


574900 Bacteria_16S 


strain E7107 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
574900 Bacteria_16S 
strain 5424 16S r 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
574900 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


574900 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


574900 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


574900 Bacteria_16S 


benzenivorans str 


bosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


acter. 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


e; Pseudonocardia. 


osomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


osomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


210355 210398 75 118 gi| 265678922 |ref|NR_029230.1 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; 
574900 Bacteria_16S 
strain IP 2227 16 
Firmicutes; Clost 
574900 Bacteria_16S 
proteoclasticum s 
proteoclasticum B 
574900 Bacteria_16S 
sulfurreducens st 
sulfurreducens Ba 


328937 328980 75 118 gi| 265678841 |ref|NR_029146.1 
strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 


363636 363679 75 118 gi|265678812|ref|NR_029117.1 
FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
acteria; Alphaproteobacteria; Caulobacterales; 
417235 417278 75 118 gi|265678776|ref|NR_029081.1 
in DV1184 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; 


446541 446584 75 118 gi| 265678757 |ref|NR_029062.1 


510767 510822 1 56 gi|265678711|ref|NR_029016.1 
510382 511906 Geobacillus debilis Bacteria; 


510870 510913 75 118 gi|265678711|ref|NR_029016.1 
510382 511906 Geobacillus debilis Bacteria; 


522971 523093 4 118 gi|265678703|ref|NR_029008.1 


Clostridium 
197405 198934 Clostridium 
Clostridiaceae; Clostridium. 

Clostridium 


209908 211410 Clostridium 


Clostridiaceae; Clostridium. 
211910 211953 75 118 gi|265678921|ref|NR_029229.1 
211461 212968 Clostridium baratii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
271149 271192 75 118 gi| 265678879 |ref|NR_029185.1 
train B316 16S ribosomal RNA, complete sequence 
acteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
280123 280178 2 57 gi| 265678873 |ref|NR_029179.1 
rain PCA 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Deltaproteobacteria; 


Clostridium baratii 


Clostridium 
Clostridium 


Geobacter 


279814 281221 Geobacter 


Desulfuromonadales; Geobacteraceae; 


Sedimentibacter 
Sedimentibacter 


Phenylobacterium 


Caulobacteraceae; Phenylobacterium. 
Tepidibacter 


416856 418235 Tepidibacter 


Peptostreptococcaceae; Tepidibacter. 
431082 431125 75 118 gi| 265678767 |ref|NR_029072.1 
in MDA5605 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


Roseomonas gilardii 


430661 432145 Roseomonas gilardii 


Rhodospirillales; Acetobacteraceae; 


Roseomonas cervicalis 


446125 447603 Roseomonas cervicalis Bacteria; 
Acetobacteraceae; Roseomonas. 
448073 448116 75 118 gi|265678756|ref|NR_029061.1 


Roseomonas gilardii 


447654 449135 Roseomonas gilardii Bacteria; 
Acetobacteraceae; Roseomonas. 

506270 506392 4 118 gi|265678714|ref|NR_029019.1 
DVS 5al 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardia 
Pseudonocardia 


505922 507359 


Geobacillus debilis 


Geobacillus debilis 


Pseudonocardia 


ain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 


Clostridium irregulare 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Pseudonocardia. 


574900 Bacteria_16S 561240 561283 75 118 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

574900 Bacteria_16S 653576 653619 75 118 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

574900 Bacteria_16S 658097 658140 75 118 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

574900 Bacteria_16S 664151 664194 75 118 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

574900 Bacteria_16S 667204 667247 75 118 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
574900 Bacteria_16S 682294 682337 75 118 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

574900 Bacteria_16S 686721 686776 1 56 gi| 265678591 |ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
574900 Bacteria_16S 697515 697558 75 118 gi| 265678584 |ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 
574900 Bacteria_16S 706230 706273 75 118 gi|265678578|ref|NR_028883.1| Dorea longicatena 
strain 111-35 16S ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

574900 Bacteria_16S 741463 741506 75 118 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

574900 Bacteria_16S 758768 758811 75 118 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

574900 Bacteria_16S 846019 846062 75 118 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 904949 905004 1 56 gi| 265678441 |ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

574900 Bacteria_16S 909685 909728 75 118 gi|265678438|ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 931347 931390 75 118 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
574900 Bacteria_16S 994630 994673 75 118 gi|265678381|ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

574900 Bacteria_16S 1069125 1069168 75 118 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

574900 Bacteria_16S 1070616 1070659 75 118 gi|265678330|ref|NR_028632.1| Tistrella mobilis 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 

574900 Bacteria_16S 1079437 1079480 75 118 gi|265678323|ref|NR_028625.1| Acetobacter orientalis 
strain 21F-2 16S ribosomal RNA, partial sequence 1079018 1080418 Acetobacter orientalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

574900 Bacteria_16S 1093160 1093203 75 118 gi|265678314|ref|NR_028616.1| Acetobacter 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 1092739 1094192 Acetobacter 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

574900 Bacteria_16S 1094607 1094650 75 118 gi|265678313|ref|NR_028615.1| Acetobacter peroxydans 
strain NBRC 13755 16S ribosomal RNA, partial sequence 1094243 1095577 Acetobacter peroxydans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

574900 Bacteria_16S 1096047 1096090 75 118 gi|265678312|ref|NR_028614.1| Acetobacter 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 


1095628 109707 


0 Acetobacter 


orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


574900 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


574900 Bacteria_16S 


stercorihominis D 
stercorihominis D 


574900 Bacteria_16S 


intestinalis DSM 
13280 Bacteria; A 
Collinsella. 


574900 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


574900 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


574900 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


574900 Bacteria_16S 


cellulosolvens 6 
Bacteria; Firmicu 


574900 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


574900 Bacteria_16S 


diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 


574900 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


574900 Bacteria_16S 
RS 2060 16S ribosomal RNA, partial seq 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


574900 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


574900 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


574900 Bacteria_16S 


51271 16S ribosom 


Firmicutes; Clost 


574900 Bacteria_16S 


afermentans subsp 


Actinomycetales; 


574900 Bacteria_16S 


train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1353352 1353395 75 118 
rain PAl 5 16S ribosomal RNA, 
1 5 Bacteria; Proteobacteria; 


gi 
partial 

Alphapro 
1363846 1363889 75 118 gi 
16S ribosomal RNA, partial sequence 

irmicutes; Clostridia; Clostridiales; 
1396994 1397037 75 118 gi 


Bacteria; Proteobacteria; Alphaproteo 
1405967 1406010 75 118 gi 
ain 4H-1 16S ribosomal RNA, partial se 


teria; Proteobacteria; Alphaproteobact 


1408980 1409023 75 118 
ribosomal RNA, partial sequence 


gi 


sequence 


228720330 
sequence 


228719063 
13634 


228715764 
uence 
bacteria; 


219857143 
quence 


eria; 


224581401 


1408524 14099 


oteobacter 


teobacteri 


Ruminococc 


Rhod 


ia; 
ref 
a; R 


ref 


acea 


ref 
ospi 


ref 


1339181 13406 


1352934 13544 


15 1364816 Rumin 


1396599 13980 


1405568 14069 


Rhodospiril 
NR_027591.1 
hodospirill 
NR_027579.1 


e; Ruminoco 
NR_027539.1 


obiales; 


NR_024771.1 


NR_024719.1 


2 
1 


at 
a 


Oo 
c 


3 
it 


8 
rillales; Ac 


1100540 1100583 75 118 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

1176367 1176410 75 118 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
osomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1182406 1182449 75 118 gi|228717350|ref|NR_027562.1| Anaerofustis 
SM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
SM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 

1203603 1203646 75 118 gi| 228715356 |ref|NR_027528.1| Collinsella 
13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
ctinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 

1205110 1205153 75 118 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
osomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 


acteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
1223120 1223163 75 118 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
ridia; Clostridiales; Clostridiaceae; Caminicella. 
1265326 1265369 75 118 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 
, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Clostridium. 
1289413 1289456 75 118 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
6S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
1302909 1302952 75 118 gi|219846514|ref|NR_026106.1| Eubacterium 
16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
tes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
1339578 1339621 75 118 gi|228721340|ref|NR_027605.1| Magnetospirillum 


3 Magnetospirillum 
ales; Rhodospirillaceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Acetobacter 
1 Acetobacter 


etobacteraceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

1491200 1491243 75 118 gi|219846902|ref|NR_026494.1| Clostridium 
M1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
micutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1498712 1498755 75 118 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
al RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Catonella. 

1500134 1500258 4 118 gi|219846622|ref|NR_026214.1| Corynebacterium 
- afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 

Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; Actinobacteridae; 

Corynebacterineae; Corynebacteriaceae; Corynebacterium. 

1518083 1518126 75 118 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 


strain PC18 16S r 
Firmicutes; Clost 


574900 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1519595 1519638 75 118 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


574900 Bacteria_16S 


1536309 1536352 75 118 gi 


1517647 15191 
espellia 


H 
219857617 


1519166 15206 
espellia 


H 
219857378 


ref 


NR_025206.1 


ref 


NR_024966.1 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Saccharothrix 


texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 


texasensis Bacter 
Actinosynnematace 


ia; 


ae; Saccharothrix. 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


574900 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


574900 Bacteria_16S 


strain SH1 16S ri 


Firmicutes; Clost 


574900 Bacteria_16S 


strain LMG 1746 1 


574900 Bacteria_16S 


strain LMG 1625 1 


574900 Bacteria_16S 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


1670025 1670080 1 56 gi| 219878428 |ref|NR_025567.1 
ribosomal RNA, partial sequence 1669639 16711 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
1670102 1670145 75 118 gi|219878428|ref|NR_025567.1 
ribosomal RNA, partial sequence 1669639 16711 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
1686654 1686697 75 118 gi| 219878417 |ref|NR_025556.1 
in N2-214 16S ribosomal RNA, partial sequence 1686206 168766 
eria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hyd 
1706684 1706727 75 118 gi| 219878403 |ref|NR_025542.1 
bosomal RNA, partial sequence 1706248 17077 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
1749318 1749361 75 118 gi|219878374|ref|NR_025513.1 
6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
1750810 1750853 75 118 gi|219878373|ref|NR_025512.1 
6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
1767499 1767542 75 118 gi|219878359|ref|NR_025498.1 
ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedime 


574900 Bacteria_16S 
ain Chol-1S 16S ribosomal RNA, 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


574900 Bacteria_16S 


strain LMG 1945, 
Proteobacteria; B 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


574900 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


strain ATCC 15253 


574900 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


574900 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


574900 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


californiensis st 
californiensis Ba 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


574900 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


tes; 


teria; 


e; 
574900 Bacteria_16S 


tes; 
574900 Bacteria_16S 

n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; 


tes; 


Clostridia; 
1835839 1835882 75 
Proteobacteria; 


1898719 1898762 75 


1923980 1924102 4 


Clostridiales; 


118 gi 


118 gi 


R8846 16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
574900 Bacteria_16S 


118 gi 


ria; Actinobacteria; Actinobacteridae; 


Pseudonocardia. 
1939221 1939264 75 


118 gi 


in DSM 5686 16S ribosomal RNA, partial 


2021678 2021721 75 


eria; Proteobacteria; Alphaproteobacte 


118 gi 


16S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; 
574900 Bacteria_16S 


2023167 2023210 75 


Caulobac 
118 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


2067505 2067548 75 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
219878117 


2104258 2104301 75 


118 gi 


ilg gi 


Z-7981 16S ribosomal RNA, partial sequ 


Clostridia; 
2155540 2155583 75 


Rubrobacter. 
2166135 2166257 4 


s strain SL-1 16S ribosomal 
s Bacteria; Actinobacteria; 
e; 
574900 Bacteria_16S 
rain APO 16S ribosomal RNA, 
cteria; 
574900 Bacteria_16S 


Pseudonocardia. 
2237474 2237517 75 


Firmicutes; 
2254212 2254255 75 


Clostridiales; 


Clostridia; 


Clostr 


118 gi 


Rubrobacteridae; 


118 gi 
RNA, parti 
Actinobact 
118 gi 
partial se 

Clostr 
118 gi 


Lup33 16S ribosomal RNA, partial sequ 


Clostridia; 


2289446 2289489 75 


2453224 2453267 75 


Clostridiales; 


Clostr 


118 gi 


L198 gi 


complete 
Betaproteobacteria; 


Clostridiales Family 


ria; 


terales; 


idiaceae; 


quence 


al 


quence 
idiales; 


219878311 
sequence 
Rhodocyclales; 


219878264 
1898281 1899753 Bracki 
caligenaceae; 
219878245 
n LM 157 16S ribosomal RNA, partial sequence 

Actinomycetales; 


219878235 
sequence 
Rhizobiales; 


219878181 = 
2021281 2022719 Caulob 


219878180 
2022770 2024208 Caulob 
aulobacteraceae; 
219878145 


2067059 20685 


ence 2103827 2105235 Anoxyn 
219857631 
Rubrobacterales; 


219857624 
sequence 2165786 216722 
eridae; Actinomycetales; P 


219857574 


219857563 
ence 2253747 2255269 Sporan 
idiales Family 


219857539 
6S ribosomal RNA, partial sequence 2288984 22904 
ridia; Clostridiales; Lachnospiraceae; 
574900 Bacteria_16S 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 


XI. Incerta 


ref|NR_025450.1 
1835368 183689 
Rhodoc 
ref|NR_025403.1 
Brackiella. 
ref|NR_025384.1 

1923611 192512 
Pseudono 


ref|NR_025374.1 
1938810 194024 
Methylob 


ref|NR_025320.1 


Caulobacteraceae 
ref|NR_025319.1 
Caulobact 
ref|NR_025284.1 
Thauera. 
ref|NR_025256.1 
Anoxynatronum. 
ref|NR_025220.1 

2155131 215660 
Rubrobact 


ref |NR_025213.1 


ref|NR_025162.1 

2237029 223848 
Clostridiaceae; T 
ref|NR_025151.1 


XI. Incerta 


ref|NR_025127.1 


ref|NR_025005.1 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Thauera terpenica 


42 Thauera terpenica Bacteria; 


Anoxynatronum 
atronum sibiricum 


Rubrobacter 
6 Rubrobacter 
erineae; 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


Tindallia 
3 Tindallia 
indallia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 
Lachnobacterium. 
219857417 


Thermoflavimicrobium 


2452794 245426 


8 Thermoflavimicrobium 


dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 


574900 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


574900 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


574900 Bacteria_16S 


ATCC 700122 16S r 
Actinobacteria; C 


574900 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


574900 Bacteria_16S 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


574900 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


574900 Bacteria_16S 


strain CKB 16S ri 


2507458 2507501 75 


CTT3 16S ribosomal RNA, partial sequence 
Clostridiales; 


tes; Clostridia; 


2508969 2509012 75 
2519579 2519622 75 


oriobacteridae; 
2530179 2530222 75 


ibosomal RNA, partial sequence 
Coriobacteriales; 


118 


118 


FN-Cf£55 16S ribosomal RNA, partial sequence 
; Proteobacteria; Alphaproteobacteria; 


118 


118 


16S ribosomal RNA, partial sequence 2529733 25312 


219857372 

25070 

idiaceae; 
219857371 


gi 
00 
Clostr 
gi 
Rhodospiril 
gi| 219857364 
2519150 25206 
Coriobacterine 
gi| 219857357 


ref 


Thermohalobacte 
ref 


ref 
14 Slackia exigua ATCC 700122 Bacteria; 
ae; 
ref 
15 Clostridium gasigenes Bacteria; 


NR_024960.1 
2508520 Thermo 
r 
NR_024959.1 
2508571 251001 
lales; Acetoba 


NR_024952.1 


Coriobacteri 
NR_024945.1 


Thermohalobacter 
halobacter berrensis 
Gluconacetobacter 
7 Gluconacetobacter 

cteraceae; 


Slackia exigua strain 


aceae; Slackia. 
Clostridium gasigenes 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

2609177 2609299 4 soe; gi|219857259|ref|NR_024890.1| Amycolatopsis 
n N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

2615525 2615568 75 118 gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 
16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
ridia; Clostridiales; Clostridiales Family XII. Incertae Sedis; Fusibacter. 

2618626 2618669 75 118 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
bosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

574900 Bacteria_16S 2709113 2709156 75 118 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AAO08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

574900 Bacteria_16S 2761476 2761519 75 118 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

574900 Bacteria_16S 2791714 2791757 75 118 gi|219857122|ref|NR_024750.1| Coprococcus catus 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 

574900 Bacteria_16S 2794635 2794678 75 118 gi|219857120|ref|NR_024748.1]| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

574900 Bacteria_16S 2809717 2809760 75 118 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

574900 Bacteria_16S 2824763 2824806 75 118 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

574900 Bacteria_16S 2975921 2975964 75 118 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 3003415 3003458 75 118 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
574900 Bacteria_16S 3025921 3025964 75 118 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
574900 Bacteria_16S 3032081 3032124 75 118 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 3036652 3036695 75 118 gi|219846898|ref|NR_026490.1| Clostridium 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 3101499 3101542 75 118 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

574900 Bacteria_16S 3118098 3118141 75 118 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
574900 Bacteria_16S 3157408 3157451 75 118 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

574900 Bacteria_16S 3175463 3175586 4 118 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

574900 Bacteria_16S 3230093 3230136 75 118 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 


strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus ivorii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Incertae Sedis; Peptoniphilus. 


574900 Bacteria_16S 3237761 3237808 7 54 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 

574900 Bacteria_16S 3248414 3248457 75 118 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 3301372 3301415 75 118 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 

574900 Bacteria_16S 3418310 3418353 75 118 gi|219846632|ref|NR_026224.1| Gluconobacter 


frateurii strain 


IFO 3264 16S ribosomal RNA, partial sequence 


3417892 34193 


6 


7 Gluconobacter 


frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

574900 Bacteria_16S 3496632 3496675 75 118 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

574900 Bacteria_16S 3550010 3550053 75 118 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 3553072 3553115 75 118 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

574900 Bacteria_16S 3554603 3554646 75 118 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

574900 Bacteria_16S 3569731 3569774 75 118 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

574900 Bacteria_16S 3574281 3574324 75 118 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

574900 Bacteria_16S 3591088 3591131 75 118 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

574900 Bacteria_16S 3592616 3592659 75 118 gi|219846513|ref|NR_026105.1] Clostridium puniceum 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 3595685 3595728 75 mes) gi|219846511|ref|NR_026103.1| Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 3598766 3598809 75 118 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 3710873 3710916 75 118 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 3719843 3719886 75 118 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 3762955 3763010 1 56 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

574900 Bacteria_16S 3764481 3764524 75 118 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
574900 Bacteria_16S 3834046 3834089 75 118 gi|219846339|ref|NR_025929.1| Ruminococcus albus 


strain 7 16S ribo 
Clostridia; Clost 


574900 Bacteria_16S 


strain BN 126 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobi 
574900 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


ridiales; 
3940479 3940522 75 


3968759 3968802 75 


strain IAM 13153 


3976005 3976048 75 
16S ribosomal RNA, 


acteria; Alphaproteobacteria; 
574900 Bacteria_16S 


somal RNA, partial sequence 3833603 3835009 Ruminococ 
Ruminococcaceae; 


ribosomal RNA, partial sequence 


2 16S ribosomal RNA, partial sequence 


cus albus 7 


Bacteria; Firmicutes; 


Ruminococcus. 
118 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
3940082 3941471 Afifella marina Bacteria; 
aceae; Afifella. 
118 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
3968366 3969766 Phaeospirillum fulvum 


118 


complete sequence 


Rhodospi 


rillales; Rhod 


219846241 |ref 


gi 


NR_025831.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 


ospirillaceae; Phaeospirillum. 


Mycoplana bullata 


3975607 3977021 Mycoplana bullata Bacteria; 


574900 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; 


succinatimandens strain 4BON 16S ribosomal RNA, partial 
succinatimandens Bacteria; Proteobacteria; Betaproteoba 
Petrobacter. 

574900 Bacteria_16S 4165020 4165075 1 56 gi 
aliphaticivorans strain CV2803 16S ribosomal RNA, parti 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteob 
Desulfatibacillum. 

574900 Bacteria_16S 4183419 4183462 75 118 gi 


thalassicus strai 
thalassicus Bacte 


574900 Bacteria_16S 


thermobenzoicum s 


Desulfotomaculum thermobenzoicum subsp. 


Clostridiales; Pe 


574900 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


574900 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


574900 Bacteria_16S 
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longreachensis Ba 
Desulfovibrio. 


574900 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


574900 Bacteria_16S 


asaccharolytica s 
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Pseudonocardiacea 


574900 Bacteria_16S 
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Coprothermobacter 
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Actinomadura. 


574900 Bacteria_16S 
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Actinosynnematace 


574900 Bacteria_16S 


strain Al10 16S ri 
Actinobacteria; A 
Actinomadura. 


574900 Bacteria_16S 


kerguelensis stra 
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Arthrobacter. 


574900 Bacteria_16S 


gangotriensis str 
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574900 Bacteria_16S 
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574900 Bacteria_16S 
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4239417 4239460 75 118 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
4240876 4240919 75 118 gi 
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574900 Bacteria_16S 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 4024698 40261 
Clostridiu 


4243475 42448 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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219846088 
quence 

ales; Pept 
219846048 
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ulfovibrionales; 
ref |NR_029338.1 

51436 Desulf 
; Desulfovibrion 
ref |NR_029323.1 
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omycetales; Pseu 


ref|NR_029311.1 
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rales; Thermodes 
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493586 495067 
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ref |NR_029026.1 
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265678702 
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Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 
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e; Tepidibacter. 
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obacterium aquaticum 
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Brachybacterium muris 
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ae; Brachybacterium. 
Desulfovibrio 
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Desulfovibrio 
ovibrio alaskensis 
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Pseudonocardia 
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Thermodesulfobacterium 
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Coprothermobacter 
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osporaceae; 
Saccharothrix 
Saccharothrix 


nocardineae; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


ref |NR_029007.1 


Corynebacterium 


524146 525550 Corynebacterium ciconiae 


GCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCAGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCGAACC 
TGTGAGGGGAAGCAAATCTCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGCATGTCGC 
GGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGTCAGTGACCCAACCGTAAGGAGGGAGCTGCCGAAGGTGG 
GACCGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGAGCACTTGTGCTCGAGTGGCGAACGGGTGAG 
TAATACATAAGTAACCTGCCCTAGACAGGGGGATAACTATTGGAAACGGATAGCTAAGACCGCATAGGTACGGACACTGCATGGTGACCGTATTAAAAGTGCCTC 
AAAGCACTGGTAGAGGATGGACTTATGGCGCATTAGCTGGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAAGGAAGAAGGTTTT 
CGGATTGTAAACTTCTGTTATAAAGAAGAACGGCGGCTACAGGAAATGGTAGCCGAGTGACGGTACTTTATTTTAGAAAGCCACGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGGGAGCAGGCGGCAGCAAGGGTCTGTGGTGAAAGCCTGAAGCTTAACTTCAGTA 
AGCCATAGAAACCAGGCAGCTAGAGTGCAGGAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACG 
ATCTGGCCTGCAACTGACGCTCAGTCCCGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTTGGATGTC 
AAAGTTCAGTGCTGCAGTTAACGCAATAAGTACTCCGCCTGAGTAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATACTCATAAAGGCTCCAGAGATGGAGAGATAGCTATATGAGATACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTACCATCATTAAGTTGGGGACTCTAGCGAGACTGCCAGT 
GACAAGCTGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTGCAGAGGGAAGCGAACCGCGAGG 
TGAAGCAAAACCCATAAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAA 
TACGTTCTCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGATAACACCCGAAGCCGGTGGCCTAACCGCAAGGAAGGAGCTGTCTAAGGTGGGATTGA 
TGATTGGGGTGAAGTCGTAACAAGGTATCCCTACGGGAACGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGTTCCTTCGGGAACGGATTAGCGGCGGACGGGTG 
AGTAACACGTGGGCAACCTGCCTGTAAGTGGGGGATAGCCCTCCGAAAGGAGGAGTAATACCGCATAAGATATTTTGATCGCATGGTCGAAATATTAAAGGAGTA 
ATCCGCTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGA 
TTGTAAAGCTCTGTCTTATGGGAAGATAATGACGGTACCATAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTC 
CGGATTTACTGGGCGTAAAGCATGCGTAGGCGGATGTTTAAGTGATGTGTGAAATACCCGGGCTCAACTTGGGTGCTGCATGTCAAACTGGACATCTAGAGTGCA 
GGAGAGGAGAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCATG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTCGGGGTCGAACCTCGGTGCCGCAGTTAACACATTAAG 
TATTCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGACGATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCTAGACTTGACATCTCCTGAATTAGTCCGTAATGGATGAAGTCCTTCGGGGACAGGATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTAACATTTAGTTGAGCACTCTAGTGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGTAGGGACAAAAAGATGCTATACCGCAAGGTGGAGCTAAACTCAAAACCCTATCC 
CAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGC 
CCGTCACACCATGAGAGTCGGCAACACCCGAAGCCCGTGAGGTAACCTTTTGGAACCAGCGGTCGAAGGTGGGGTTGATGATTGGGGTGAAGTCGTAACAAGGTA 
GCCGTAGGAGAACCTGCGGNTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAACACATGCAAGTCAACGG 
AGTTAATCAAGCGCGAAGTCTTCGGATGGAAGCTTGTTAACTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTTATACAGGGGGATAACAGCCGGAA 
ACGGTTGCTAATACCGCATAAGCATACAGTGCCGCATGGTACAGTGTGAAAAAGATTAAGTTCAACTTCGTTCAACTCTGGTATAAGATGGACCCGCGTCTGATT 
AGCTAGTTGGTGAGGTAATGGCTCACCAATGGCGACGATCAGTAGCCGGCTTGAGAGAGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGACGATAA 
TGACGGTACCTGACTAAGAAGCCNNGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAG 
ACGGTCTGGTAAGTCAGGTGTGAAANNCCCGGGGCTCAACCCCGGATTGCACTTGAAACTACCCGACTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGC 
GGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCNGTAAACGATGAATACTAGGTGTTGGGGTCCATAAGGACTTCGGTGCCGTCGCAAACGCAATAAGTATTCCACCTGGGGAGTACGTTC 
GCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGTGGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTC 
TGACCGGTCCGTAATGGGACCTTTCCTTCGGGACAGAGGAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCCTATCTTTAGTAGCCAGCAGTTCGGCTGGGCACTCTAGAGAGACTGCCAGGGATAACCTGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTA 
TGATCTGGGCTACACACGTGCTACAATGGTGACTACAAAGAGAAGCAAAGCTGTGAAGTGGAGCCAATCTCAAAAAGGTCATCTCAGTTCGGATTGTAGTCTGCA 
ACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCAGATCAGAATGCTGTGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGG 
ATATGCCCGAAGTCAGTGACCCAACCGTAAGGAGGGAGC TGCCGAAGGTGGAGCCAATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAACAGGCCTTCGGGCGCTGACGAGTGGCGG 
ACGGGTGAGTAATGCGTAGGAATCTGCCTAGTAGTGGGGGATAACTTGGGGAAACTCAAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGG 
CCTCGCGCTATGAGATGAGCCTGCGTGGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAG 
GGTTGTAAAGCACTTTCAATAGGGAGGAAAACCTGCCGGTTAATACCCGGCAGACTTGACATTACCTATAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTTNTCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGCTGCTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTG 
CATTTGATACTGGGTAACTCGAGTTTAATAGAGGAGAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACACCAGTGGCGAAGGCGACTCT 
CTGGACTCAAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGCCTTTAT 
AAAGGTTTTCGTGGCGCACTAACGCGTTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCAGAGAATCTGTGAGAGATCGTAGAGTGCCTTCGGCAACTCTGAGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCCAACACGTGATGCTGGGAACTCTAGGGAGA 
CTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAA 
CTTGCGAAAGTAAGCAAATCCCAAAAAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTTACCACNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAA 
GTCGAACGGTAATAGGCCTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAATGCCTCGGAATCTGCCATGTTGTGGGGGATAACTTGGGGAAACTCTTGCTAAT 
ACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTGGCGCTAATAGATGAGCCTATGTTGGATTAGCTAGTTGGTGGGGTAAAGGCTTACCTAGGCG 
ACGATNCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAGGGCCCAGACTCCTACTGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAA 
GCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAATAGGAAGGAATACCTGCCGGTTAATACCCGGTAGACTTGACATTAC 
CTATACAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTGATT 
TAAGTCAGATGTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTTGATACTGGGTCACTAGAGTTGAGTAGAGGGGAGTGGAATTTCAGGTGTAGCGGTGAAATG 
CGTAGAGATCTGAAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTCAAACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCAACTAACTGTTGGGTTATTTAAGAACTTAGTAGTGGAGCTAACGTATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGCTAAA 
ACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCAGAGGATCTGTTAG 
AGATAGCGGAGTGCCTTCGGGAGCTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCCCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
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574900 Bacteria_16S 1604672 1604797 1 118 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

574900 Bacteria_16S 1606213 1606338 1 118 gi|219878472|ref|NR_025611.1| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

574900 Bacteria_16S 1662321 1662446 1 113 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 

574900 Bacteria_16S 1665385 1665510 1 118 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

574900 Bacteria_16S 1674478 1674603 1 118 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

574900 Bacteria_16S 1705201 1705231 88 118 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

574900 Bacteria_16S 1759952 1760077 1 118 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

574900 Bacteria_16S 1761473 1761598 1 118 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

574900 Bacteria_16S 1949969 1950019 4 54 gi| 219878228 |ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

574900 Bacteria_16S 2030544 2030594 4 54 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

574900 Bacteria_16S 2036635 2036685 4 54 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

574900 Bacteria_16S 2065863 2065988 1 118 gi|219878146|ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
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strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
574900 Bacteria_16S 2324142 2324192 4 54 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
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Rarobacter 
9 Rarobacter 


Arthrobacter rhombi 


rhombi Bacteria; 
crococcaceae; 


Arthrobacter. 
Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Corynebacterium 


25 3207001 Corynebacterium mastitidis 
Corynebacteriaceae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 
hium. 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Caloramator 

4 3366453 Caloramator 
Caloramator. 
Desulfovibrio 

8 Desulfovibrio 
ulfovibrionaceae; 


Arthrobacter 
5 Arthrobacter 


cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 
crococcaceae; 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


v 


Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 
1 Rhodococcus 
bacterineae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


NR_025998.1 


Microtetraspora 


3740091 3741506 Microtetraspora niveoalba 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


574900 Bacteria_16S 3747724 3747845 1 118 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


574900 Bacteria_16S 3902660 3902785 1 118 gi 


574900 Bacteria_16S 4065932 4065978 1 47 
strain SEBR 2582 


Proteobacteria; 


gi 


Deltaproteobacteria; Desulfovibrionales; 


574900 Bacteria_16S 4210503 4210628 1 118 gi| 219846068 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Saccharothrix. 

574900 Bacteria_16S 4218152 4218202 4 54 gi| 219846062 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinomadura. 

574900 Bacteria_16S 33789 33842 1 54 gi 
strain 961*00022/98 16S ribosomal RNA, partial sequence 
Actinobacteria; Coriobacteridae; Coriobacteriales; 
574900 Bacteria_16S 33887 33916 89 118 gi 
strain 961*00022/98 16S ribosomal RNA, partial sequence 
Actinobacteria; Coriobacteridae; Coriobacteriales; 
574900 Bacteria_16S 48715 48768 1 54 
strain B 5329 16S ribosomal RNA, partial sequence 


gi 


574900 Bacteria_16S 68542 68665 4 118 gi 
camporealensis strain CRS-51 16S ribosomal RNA, partial 


Corynebacteriaceae; Corynebacterium. 
574900 Bacteria_16S 118655 118708 1 
cellulans strain 


54 gi 


Cellulosimicrobium. 
121745 121794 8 


Promicromonosporaceae Hi 


574900 Bacteria_16S 57 gi 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Deltaproteobacteria; 
574900 Bacteria_16S 136863 136916 1 54 
strain 27 16S ribosomal RNA, partial sequence 


gi 


574900 Bacteria_16S 247059 247112 1 
strain SEBR 7054 
Thermotogae; Thermotogales; 


574900 Bacteria_16S 


54 gi 


Thermotogaceae; 
269556 269605 7 


Thermotoga. 
56 gi 


Thermoanaerobacterales; Thermoanaerobacterales Family I 
574900 Bacteria_16S 338253 338306 1 54 gi 


saeculare strain RA161 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; 
574900 Bacteria_16S 394046 394075 89 118 gi 
strain AIP 354.02 16S ribosomal RNA, partial sequence 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
574900 Bacteria_16S 441881 441934 1 54 gi 
psychraerophilum strain T16 16S ribosomal RNA, partial 


Bifidobacterium. 

574900 Bacteria_16S 451020 451073 1 54 
strain Met-12 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
574900 Bacteria_16S 614022 614075 1 54 gi 
strain SL24 16S ribosomal RNA, partial sequence 


gi 


Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
574900 Bacteria_16S 683648 683768 1 118 gi| 265678593 
strain CK74 16S ribosomal RNA, partial sequence 683287 68472 


219846402 
strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 37488 
Strept 


265679041 


Coriobacterine 
265679041 


Coriobacterine 
265679031 
48372 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
265679018 
sequence 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; 


265678983 
DSM 43879 16S ribosomal RNA, partial sequence 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


265678981 


Syntrophobacterale 
265678971 
136495 13800 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
265678897 
16S ribosomal RNA, partial sequence 246697 24821 


265678880 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial seq 

Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
II. 
265678832 


Bifidobacteriales; 
265678792 


Oribacter 
265678760 
sequence 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; 


265678753 
450666 45216 


265678642 
613678 61515 


neae; 


Actinomycetales; 


33436 


33436 


49856 


Actino: 


12137 


Incert 


33788 
Bi 


39362 


Streptosporangineae; 


osporangineae; 
219846293 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Franki 


Desulfovibrionaceae; 


Bifidobacteriales; 


Streptosporangiaceae; 


ref|NR_025993.1| Nonomuraea africana 

20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_025883.1| Cryptosporangium arvum 
83 Cryptosporangium arvum Bacteria; 


Cryptosporangiaceae; Cryptosporangium. 
219846175 
16S ribosomal RNA, partial sequence 4065569 40669 


Desulfovibrio longus 
longus Bacteria; 
Desulfovibrio. 
ref|NR_025658.1| Saccharothrix 
4210162 4211590 Saccharothrix 
etales; Pseudonocardineae; 


ref|NR_025765.1 
84 Desulfovibrio 


ref|NR_025652.1| Actinomadura 
4217823 4219291 Actinomadura 
Streptosporangineae; 


ref|NR_029349.1 
34786 


Atopobium vaginae 

Atopobium vaginae Bacteria; 

ae; Coriobacteriaceae; Atopobium. 

ref |NR_029349.1| Atopobium vaginae 
34786 Atopobium vaginae Bacteria; 

ae; Coriobacteriaceae; Atopobium. 

ref |NR_029339.1| Actinobaculum schaalii 
Actinobaculum schaalii Bacteria; 

; Actinomycetaceae; Actinobaculum. 

ref |NR_029326.1| Corynebacterium 
68186 69586 Corynebacterium 

mycetales; Corynebacterineae; 


ref|NR_029291.1| Cellulosimicrobium 
118321 119772 Cellulosimicrobium 
ales; Micrococcineae; 


ref|NR_029289.1] Desulforhabdus 

3 122854 Desulforhabdus amnigena 

s; Syntrophobacteraceae; Desulforhabdus. 
ref|NR_029279.1| Oerskovia turbata 

4 Oerskovia turbata Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_029205.1| Thermotoga hypogea 

7 Thermotoga hypogea Bacteria; 


Thermoanaerobacterium 
270620 


ref |NR_029186.1 
uence 269183 


ae Sedis; Thermoanaerobacterium. 
ref|NR_029137.1| Bifidobacterium 

6 339399 Bifidobacterium saeculare 
fidobacteriaceae; Bifidobacterium. 


ref|NR_029097.1| Oribacterium sinus 

6 394999 Oribacterium sinus Bacteria; 

ium. 

ref|NR_029065.1| Bifidobacterium 
441527 442954 Bifidobacterium 


Bifidobacteriaceae; 


ref|NR_029058.1| Petrotoga mexicana 
9 Petrotoga mexicana Bacteria; 


ref|NR_028947.1| Petrotoga olearia 
2 Petrotoga olearia Bacteria; 


ref|NR_028898.1| Clostridium acidisoli 
3 Clostridium acidisoli Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 688275 688320 2 47 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

574900 Bacteria_16S 885075 885128 1 54 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Rathayibacter. 

574900 Bacteria_16S 926735 926780 2 47 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

574900 Bacteria_16S 1059997 1060050 1 54 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

574900 Bacteria_16S 1126264 1126313 8 BT gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

574900 Bacteria_16S 1130782 1130835 1 54 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
574900 Bacteria_16S 1230671 1230724 1 54 gi|219878275|ref|NR_025414.1| Thermocrinis albus 


strain HI 11/12 1 
Bacteria; Aquific 


574900 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


574900 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


574900 Bacteria_16S 


owensensis OL 16S 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Sedis; Caldicellulosiruptor. 
574900 Bacteria_16S 1439596 1439720 2 118 gi|224581428|ref|NR_027210.1 


strain LM 036 16S 


6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1236851 1236880 89 118 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1289331 1289384 1 54 gi 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1304418 1304471 1 54 

ribosomal RNA, partial sequence 


ri 
en 


sp 


Coriob 


gi 


ribosomal RNA, partial sequence 


complete sequence 1230306 12317 
219878251 
219846501 
complete sequence 1289055 12904 


219846460 
1304017 13055 


1439230 14407 


93 Thermocrinis 
nis. 
ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref |NR_026093.1 


ce 12363 
iraceae; 


Coriobacteri 
NR_026051.1 


acterineae; 


ref 


albus DSM 14484 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
574900 Bacteria_16S 1539349 1539402 1 54 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
574900 Bacteria_16S 1625724 1625777 1 54 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

574900 Bacteria_16S 1743178 1743231 1 54 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

574900 Bacteria_16S 1746218 1746271 1 54 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

574900 Bacteria_16S 1805270 1805323 1 54 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

574900 Bacteria_16S 1806808 1806861 1 54 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 


strain DSM 46000 
Actinobacteria; A 


574900 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


574900 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


574900 Bacteria_16S 


NRRL B-24104 16S 
Actinobacteria; A 


574900 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


ctinobacteridae; Actinomycetales; Micr 
1812911 1812964 1 54 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1968126 1968179 1 54 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
2342117 23421701 54 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
2466859 2466888 89 118 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

2493755 2493808 1 54 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 


oc 


ed 


do 


cl 


ue 
e; 


574900 Bacteria_16S 


olearium strain §S 


Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


16S ribosomal RNA, partial sequence 1806449 18079 


219878327 
1812567 18140 


219878216 
1967755 19691 


219857500 
2341772 23432 


219857405 
2466381 24678 


219857387 


1llulomonadac 
NR_025466.1 


occineae; Ce 


ref 


ref|NR_025355.1 


mica 
ref 


is; Ther nus. 


NR_025088.1 


Pseudonocar 
NR_024993.1 


nocardineae; 


ref 
ostridium. 
ref|NR_024975.1 
nce 2493400 249486 
Actinomycetales; Microc 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


2504398 2504427 89 118 gi 
R1 16S ribosomal RNA, partial sequence 


219857379 


ref |NR_024967.1 
2503925 2505435 Sporob 
Sporobacterium. 


Sporobacterium 
acterium olearium 


574900 Bacteria_16S 


strain DSM 5069 1 
Bacteria; 


cyanogriseus stra 


cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 


Pseudonocardiacea 


574900 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


574900 Bacteria_16S 


strain DSM 40297 


2790123 27901761 54 gi 


Thermotogales; Thermotogaceae; The 
2937882 2937935 1 54 gi 
in IFO 14455 16S ribosomal RNA, partial 
v 
Actinoalloteichus. 

3213376 3213499 4 118 gi 
train DSM 44291 16S ribosomal RNA, parti 
acteria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 
3257222 3257275 1 


e; 


54 gi 


219857123 
6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogae; 


574900 Bacteria_16S 219856831 


219846778 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 


ref 


rmotoga. 
ref 
sequence 


ref 
al sequence 
e; Actinomyc 


ref 


2937540 29390 


Actinomyceta Pseudonocardineae; 


45 Nocardiopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; 


574900 Bacteria_16S 
strain DSM 7083 1 


574900 Bacteria_16S 
pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 
574900 Bacteria_16S 
strain DZZM 328 1 


3356063 3356116 1 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


3407770 3407819 8 


DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria; 


3435762 3435885 4 


6S ribosomal RNA, partial sequence 3435424 34367 


Streptosporang 
54 gi| 219846679 
occineae; 
219846640 
equence 


57 gi 


ineae; 
ref 
06 Dermabacter hominis Bacteria; 
De 
ref 
3407396 34088 
Syntrophobacteraceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacterium. 
574900 Bacteria_16S 
strain DSM 20133 


574900 Bacteria_16S 


gregorii strain NCIB 12823 16S ribosomal RNA, partial s 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 


Pseudonocardiaceae; 
574900 Bacteria_16S 


neopropionicum strain DSM 3847 16S ribosomal RNA, compl 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostr 


574900 Bacteria_16S 
strain Wai33 16S 
Deinococcus-Thermus; 
574900 Bacteria_16S 
lactatifermentans 
lactatifermentans 
574900 Bacteria_16S 
thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 

574900 Bacteria_16S 
strain 55134 16S 


574900 Bacteria_16S 
kaustophilus stra 
kaustophilus Bacteria; 
574900 Bacteria_16S 

strain QH3A7 16S 


574900 Bacteria_16S 
strain CMS90 16S 


574900 Bacteria_16S 
hydrothermale str 
hydrothermale Bac 
Desulfacinum. 

574900 Bacteria_16S 
cellulovorans str 
cellulovorans 743 
574900 Bacteria_16S 
strain DSM 20127 


574900 Bacteria_16S 


ribosomal RNA, 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


3469239 3469292 1 


16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


3523793 3523846 1 


3526939 3526968 89 


3876507 3876560 1 


ribosomal RNA, partial sequence 
Deinococci; 


Thermales; 
4219824 4219853 89 


strain G17 16S ribosomal RNA, partial 
Bacteria; 


Firmicutes; 


97186 97226 7 


ain Bra2 16S ribosomal RNA, partial sequence 
teria; 


Proteobacteria; 


144456 144508 2 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219559 219614 1 


in BD 53 16S ribosomal RNA, partial sequence 


Firmicutes; 
489293 489345 2 


646150 646274 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


883546 883586 7 


ain MT-96 16S ribosomal RNA, partial s 
teria; 


Proteobacteria; 


1356348 1356467 2 


ain 743B 16S ribosomal RNA, partial sequence 
B Bacteria; 


Firmicutes; 
1501609 1501649 78 


2184302 2184358 1 


Bacillales; 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ref 
9 Arthrobacter 


Syntrophobac 
118 gi| 219846619 |ref 
54 gi| 219846596 |ref 


118 gi| 265678620 


645783 64725 


taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Pseudoxanthomonas. 


48 Arthrobacter 


occineae; Micrococcaceae 
54 gi|219846560|ref|NR_026152.1 
equence 3523483 352488 
tinomycetales; Pseudonocar 
118 gi| 219846558 |ref|NR_026150.1 
ete sequence 3526458 352796 
idiales; Clostridiaceae; C 
54 gi|219846311|ref|NR_025901.1 
3876152 38776 
Thermaceae; Thermus. 
118 gi|219846061|ref|NR_025651.1 
sequence 4219342 422083 
Clostridia; Clostridiales; Clostridiaceae 
47 gi|265678998|ref|NR_029306.1 
96815 98277 
Deltaproteobacteria; Desulfobacterales; D 
54 gi|265678966|ref|NR_029274.1 
144082 14559 
Jonesiaceae; J 
56 gi|265678916|ref|NR_029224.1 
219184 220608 
Bacillaceae; Geobacillus. 
54 gi| 265678725 |ref|NR_029030.1 
488917 49045 
Jonesiaceae; J 


NR_024751.1 


NR_024650.1 
0 
les; 
NR_026370.1 

321302 
etales; 


NR_026341.1 


NR_026271.1 
rmabacterace 
NR_026232.1 
8 
terales; 
NR_026211.1 


Corynebacte 


NR_026188.1 


NR_028925.1 


Nocardiop 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Actinoalloteichus 
7 Actinoalloteichus 


Corynebacterium 
5 3214498 Corynebacterium 


Corynebacterineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Dermabacter hominis 


ae; Dermabacter. 


Syntrophobacter 
1 Syntrophobacter 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 

Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Clostridium 
8 Clostridium 
lostridium. 

Thermus filiformis 


26 Thermus filiformis Bacteria; 


Clostridium 

8 Clostridium 

; Clostridium. 
Desulfocapsa 
Desulfocapsa 

esulfobulbaceae; 


Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Geobacillus 
Geobacillus 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 
Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Clostridium 

9 Clostridium 

e; Clostridium. 
Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
; Sinomonas. 


Micrococcaceae 
47 gi| 265678455 |ref|NR_028757.1 
equence 883190 884650 
Deltaproteobacteria; Syntrophobacterales; 
118 gi|228720131|ref|NR_027589.1 
1356004 135748 
Clostridia; Clostridiales; Clostridiacea 
118 gi|219846604|ref|NR_026196.1 
complete sequence 1501162 1502633 Sinomo 
Micrococcaceae 
57 gi|219857609|ref|NR_025198.1 

2 


Pseudoxanthomonas 


183928 2185466 Pseudoxanthomonas 


574900 Bacteria_16S 2192082 2192110 90 118 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


574900 Bacteria_16S 2339163 2339195 86 118 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
574900 Bacteria_16S 3487483 3487533 4 54 gi|219846584|ref|NR_026176.1| Actinotalea fermentans 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 3488602 Actinotalea fermentans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Actinotalea. 
574900 Bacteria_16S 3496560 3496600 7 47 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 
574900 Bacteria_16S 4207444 4207499 1 57 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 


574900 Bacteria_16S 4997 5040 75 118 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

574900 Bacteria_16S 6459 6502 75 118 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

574900 Bacteria_16S 7916 7959 75 118 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

574900 Bacteria_16S 18527 18570 75 118 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

574900 Bacteria_16S 20086 20129 75 118 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 


multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 
574900 Bacteria_16S 53501 53556 1 56 gi|265679028|ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
574900 Bacteria_16S 54926 54981 1 56 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 
574900 Bacteria_16S 62557 62600 75 118 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
574900 Bacteria_16S 64062 64105 75 719 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 


574900 Bacteria_16S 70104 70147 #75 118 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

574900 Bacteria_16S 100345 100372 91 118 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

574900 Bacteria_16S 101896 101939 75 118 gi|265678995|ref|NR_029303.1] Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 


574900 Bacteria_16S 118737 118780 75 118 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

574900 Bacteria_16S 120240 120283 75 118 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
574900 Bacteria_16S 123328 123371 75 118 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
574900 Bacteria_16S 132430 132473 75 118 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

574900 Bacteria_16S 136945 136988 75 118 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
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574900 Bacteria_16S 251718 251761 75 118 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

574900 Bacteria_16S 253193 253236 75 118 gi|265678893|ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

574900 Bacteria_16S 256148 256191 75 118 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

574900 Bacteria_16S 260547 260590 75 118 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
574900 Bacteria_16S 262087 262114 91 118 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

574900 Bacteria_16S 265122 265165 75 118 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
574900 Bacteria_16S 266649 266692 75 118 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

574900 Bacteria_16S 272638 272681 75 118 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

574900 Bacteria_16S 281732 281759 91 118 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

574900 Bacteria_16S 318167 318210 75 118 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
574900 Bacteria_16S 332032 332087 1 56 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

574900 Bacteria_16S 350325 350368 75 118 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

574900 Bacteria_16S 353220 353263 75 118 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 


strain 941 16S ribosomal RNA, partial sequence 


352821 354233 Rhodoplanes roseus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 


574900 Bacteria_16S 354679 354722 75 118 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

574900 Bacteria_16S 359110 359153 75 118 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
574900 Bacteria_16S 360656 360699 75 118 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

574900 Bacteria_16S 368070 368113 75 118 gi| 265678809 |ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 374046 374089 75 118 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

574900 Bacteria_16S 375586 375629 75 118 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

574900 Bacteria_16S 397032 397075 75 118 gi|265678790|ref|NR_029095.1] Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

574900 Bacteria_16S 403227 403270 75 118 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 404770 404813 75 118 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

574900 Bacteria_16S 406327 406370 75 its gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

574900 Bacteria_16S 409383 409426 75 118 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 415748 415791 75 118 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
574900 Bacteria_16S 426489 426532 75 118 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
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hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


574900 Bacteria_16S 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, part 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; 


623024 623146 4 


Corynebacteriaceae; Corynebacterium. 


574900 Bacteria_16S 


strain E846 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


574900 Bacteria_16S 


strain Muenster 2000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


574900 Bacteria_16S 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


574900 Bacteria_16S 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


574900 Bacteria_16S 


lacusekhoensis strain EL-30 16S ribosomal RNA, 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


624581 624703 4 


630802 630845 75 


635365 635408 75 


636896 636939 75 


641533 641576 75 


Micrococcaceae; Nesterenkonia. 


574900 Bacteria_16S 
H 1 16S ribosomal 
Clostridia; 
574900 Bacteria_16S 


643103 643146 75 


RNA, partial sequence 
Clostridiales; Veillonellaceae; 


647762 647805 75 


118 


118 


118 


118 


118 


118 


118 


642624 644123 Sporomusa 
Sporomusa. 


118 


partial 


gi| 265678636 


gi| 265678635 


624219 625725 Mycobacterium 
nebacterineae; 


gi| 265678630 
gi|265678627 
gi| 265678626 


265678623 
sequence 


gi 


gi|265678622 


gi| 265678619 


al sequence 553128 554608 
Actinomycetales; 


Actinomycetales; 


Rhodobacterales; 


1 sequence 619766 621178 


ial sequence 622694 624168 
Actinomycetales; 


63034 
Micrococcineae; 


Actinomycetales; 


Ottowia. 


ref|NR_028995.1 


ref|NR_028991.1 


ref |NR_028988.1 


Strepto 
ref|NR_028970.1 


580337 581817 
Coryneb 


ref|NR_028968.1 
583422 584837 


Nautiliales; Nau 
ref |NR_028941.1 


Coryneba 


ref|NR_028940.1 


Mycobacteri 
ref|NR_028935.1 
9 631823 Kytoco 


Derm 


ref|NR_028932.1 


ref|NR_028931.1 


ref |NR_028928.1 
641107 642573 
Micro 


ref|NR_028927.1 


ovata Bacte 


7 Ottowia thiooxydans Bacteria; 


Deferribacter abyssi 
abyssi Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 
Sporomusa. 


Streptomyces 
Streptomyces 
mycineae; 


Mycobacterium 
Mycobacterium 
acterineae; 


Paracoccus 
Paracoccus 


Rhodobacteraceae; 


Burkholderia tropica 


0 Burkholderia tropica Bacteria; 


ia. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Streptomyces 
Streptomyces 
tomycineae; 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Corynebacterium 
Corynebacterium 
cterineae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
ococcineae; Intrasporangia 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
ococcineae; Intrasporangia 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Sporomusa ovata strain 
ria; Firmicutes; 


ref|NR_028924.1 


Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


CCTTAGTTGCCAGCGAGTAATGTCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCTATATGGCCCTTATGGGTAGGG 
CTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAACCGTGAGGTCAAGCAAATCCCACAAAGCCGGTCGTAGTCCGGATTGCACTCTGCAACTCGACTG 
CATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGGATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAG 
AAGTAGGTAGCTAAACCTTCGGGAGGGCGCTTACCACTTTGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCAT 
GGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAACAGGCCTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCT 
GCCTAGTAGTGGGGGATAACTTGGGGAAACTCAAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCGCTATGAGATGAGCCTGCG 
TTAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTATAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAATAGGGA 
GGAAAACCTGCCGGTTAATACCCGGCAGACTTGACATTACCTATAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTA 
ATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTAGGTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGGGTAACTAGAGTT 
TAATAGAGGAGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACACCAGTGGCGAAGGCGCCTCTCTGGACACAAACTGACGCTGAGGTA 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGTCTTATTCGTAAGATTCGTGGCGCACTAACGC 
GATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCG 
AAGAACCTTACCTACCCTTGACATCCATGGAATCTGTGAGAGATAGTAGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTGATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGG 
TGGGGACGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAACTTGCGAAAGTCAGCCAATCCCAAA 
AAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTGGGT TGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTCACCACTTTGTGATNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGTAACAGGCCTTCGG 
GCGCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTTGTTGTGGGGGATAACTCTGGGAAACCCGAGCTAATACCGCATACGCTCAGCGGATGAA 
AGCGGGGGATCTTCGGACCTCGCGCTATAAGATGAGCCTACGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAG 
GACGATCAGCCACACTGGGACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTG 
TGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGCAGGAAAGAAGGGCGGGGGTTTAATACCATGCCCACTTGACGTTACCTGCAGAAGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGATAAGTCAGATGTGAAAGCCCTGG 
GCTTAACCTGGGAACTGCATTGGATACTGTCAGGCTCGAGTGTGGTAGAGGGTAGTGGAATTTCCGGTGTAGCNGTGAAATGCGTAGAGATCTGAAGGAACACCA 
GTGGCGAAGGCGGCTCCCTGGACCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAAC 
TAGCCGTTGGCGGGTTTAACCTTTTAGTGGCGCACTAACGCGATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGCAGGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAGC 
CAAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGTTCGGGCC 
GGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGG 
TACAGAGGGTAGCGAAGCCGCGAGGTGGAGCAAGTCCCAGAAAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAAT 
CGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGGTAGTCTAACCGCAAGGA 
GGGCGCTTACCACGGTGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTA 
TGCTTAACACATGCAAGTCGAACGGTAACAGGCCTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTAGTAGTGGGGGATAACTTGG 
GGAAACTCAAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGNGACCTTCGGGCCTNGCGCTATGAGATGAGCCTGCGTGGGATTAGCTAGTTGGTAGGGTA 
AAGGCCTACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGACGATCAGCCACGCTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAATAGGAAGGAAAACCTGCCGGTTAATACCCG 
GCAGACTTGACATTACCTATAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTANTCGGAATTACTGGGCGTAAAGCG 
TGCGTAGGCGGCTCCTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGGGTAACTCGAGTTGAGTAGAGGAGAGGGGAATTTCCG 
GTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACACCAGTGGCGAAGGCGCCTCTCTGGCCTCAAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGTCTTTATAAAGGTTTTCGTGGCGCACTAACGCGTTAAGTTGACCGCCTGGGGAGTA 
CGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACAT 
CCAGAGAATCTGTGAGAGATCGTAGAGTGCCTTCGGCAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATCCTTAGTTGCCAACACGTGATGCTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
GCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAACTCGCGAGAGCCAGCCAATCCCACAAAGCCGGTCGTAGTCCGGATTGGA 
GTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTTACCACTTTGTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNAGTACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCTCCTTCGGGAGTGGATTANCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCC 
TTGTAGAGAGGGATANCCATTCGAAAGGATGATTAATACCTCATAATATTGTAGTTTCGCATGAAACAACAACCAAAGGAGCAATCCACTACAAGATGGGCCCGC 
GGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTCTTCAGGG 
ACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGG 
AGCGTAGGCGGATTTTTAAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGAAGTCTAGAGTACAGGAGGGGAAAGCGGAATTCCTA 
GTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTA 
CGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACAT 
CTCCTGCATTACTCTTAATCGAGGAAGTCCCTTCGGGGACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCTAGGGCTACACACGTGCTACAATGGCAGGTACAGAGAGATGCTAAACCGCGAGGTGGAGCTAAACTTCAAAACCAGTCTCAGTTCGGATTGTAGGC 
TGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAG 
TTGGCAATACCCAAAGTTGGTGATCTAACCCGTAAGGGAGGAGCCACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTG 
CGGCTGGATCACCTCGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGTGAAAGGGACTTCGGTCCTGAGTAAAGTGGCGCACGGGTGAGTAAC 
ACGTGGATAATCTACCCGATGGACCGGGATAACACTTCGAAAGGGGTGCTAATACCGGATAAGCCCACAGGCTCCCTGGAGCTTGCGGGAAAAGGTGGGGACCTT 
CGGGCCTACTGTCATCGGATGAGTCCGCGGCCCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACGATGGGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCT 
TTCGGGTCGTAAAGCTCTGTCAGAGGGGAAGAAACCCCTGCAGGATAACACCCTGCAGGATTGACGGTACCCTCAAAGGAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGTAGGCGGTCTGTTAAGTCTGATGTGAAAGCCCCGGGCTCAACCCGGG 
AAGTGCATTGGATACTGGCAGACTTGAGTACGGGAGAGGGAAGTGGAATTCCGGATGTAGGGGTGAAATCCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCG 
GCTTCCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGCACTAGGTGTCGCGG 
GTATTGACCCCTGCGGTGCCGAAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGGCTTGACATCCCGATCGTACTTGCTGGAAACAGTGAGGTCAGTTCGGCTGGATCGGTGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTTGGTTGGGCACTCT 


574900 Bacteria_16S 653498 653553 1 56 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 
574900 Bacteria_16S 656543 656586 75 118 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
574900 Bacteria_16S 665746 665773 91 118 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 
574900 Bacteria_16S 677923 677966 75 118 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
574900 Bacteria_16S 679368 679411 75 118 gi|265678596|ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
574900 Bacteria_16S 680889 680932 75 118 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
574900 Bacteria_16S 700472 700515 75 118 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
574900 Bacteria_16S 715332 715375 75 118 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
574900 Bacteria_16S 738419 738462 75 118 gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
574900 Bacteria_16S 739975 740018 75 118 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
574900 Bacteria_16S 757265 757308 75 118 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
574900 Bacteria_16S 760320 760363 75 118 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
strain V33 16S ribosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
574900 Bacteria_16S 761742 761785 75 118 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
574900 Bacteria_16S 764871 764914 75 118 gi| 265678536 |ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
574900 Bacteria_16S 767855 767898 75 118 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 
574900 Bacteria_16S 774051 774094 75 118 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
574900 Bacteria_16S 777098 777220 4 118 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
574900 Bacteria_16S 781810 781853 75 118 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 
574900 Bacteria_16S 783372 783415 75 118 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 
574900 Bacteria_16S 786377 786420 75 118 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
574900 Bacteria_16S 793991 794034 75 118 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
574900 Bacteria_16S 804692 804747 1 56 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 
574900 Bacteria_16S 810840 810962 4 118 gi|265678505|ref|NR_028808.1| Mycobacterium 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 


810468 


811984 Mycobacterium 


montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


574900 Bacteria_16S 
shriftii strain D 
Firmicu 
574900 Bacteria_16S 
shriftii strain D 
Firmicu 
574900 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
574900 Bacteria_16S 


Bacteria; 


Bacteria; 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geoba 


strain U 16S ribo 
Bacillales; Bacil 


574900 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


574900 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


574900 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


574900 Bacteria_16S 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


574900 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


574900 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


574900 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


574900 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


574900 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


574900 Bacteria_16S 


strain IEGM 16S r 
Actinobacteria; A 


574900 Bacteria_16S 


strain 213E 16S r 
Actinobacteria; A 


574900 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


574900 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


574900 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


Mycobacterium. 

816960 817015 1 56 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
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acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
1388114 1388157 75 118 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1424202 1424245 75 118 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
bosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1425740 1425783 75 118 gi|224581441|ref|NR_027223.1| Streptomyces 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
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574900 Bacteria_16S 1427305 1427348 75 118 gi| 224581440 |ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 1435042 1435085 75 118 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

574900 Bacteria_16S 1438145 1438188 75 118 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

574900 Bacteria_16S 1447395 1447438 75 118 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

574900 Bacteria_16S 1448888 1448931 75 118 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

574900 Bacteria_16S 1453333 1453376 75 118 gi|224581418|ref|NR_027199.1]| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

574900 Bacteria_16S 1463861 1463904 75 118 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

574900 Bacteria_16S 1468390 1468433 75 118 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

574900 Bacteria_16S 1474341 1474384 75 118 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 1485118 1485161 75 118 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

574900 Bacteria_16S 1486635 1486678 75 118 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
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574900 Bacteria_16S 1488174 1488217 75 118 gi|219857134|ref|NR_024762.1 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 148922 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 1492686 1492729 75 118 gi|219846714|ref|NR_026306.1 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacte 
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574900 Bacteria_16S 1515075 1515118 75 118 gi| 219878113 |ref|NR_025252.1 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 151610 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllo 
Mesorhizobium. 

574900 Bacteria_16S 1530265 1530308 75 118 gi|219857433|ref|NR_025021.1 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 153130 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Thermomonosporaceae; Actinomadura. 

574900 Bacteria_16S 1533365 1533408 75 118 gi|219857425|ref|NR_025013.1 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 153432 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
Burkholderia; Burkholderia cepacia complex. 

574900 Bacteria_16S 1548624 1548667 75 118 gi| 219857245 |ref|NR_024875.1 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

574900 Bacteria_16S 1550090 1550133 75 118 gi|219857244|ref|NR_024874.1 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

574900 Bacteria_16S 1551558 1551601 75 118 gi| 219857243 |ref|NR_024871.1 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquaba 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 


strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


1867890 1867933 75 


1870813 1870868 1 


lales; Bacillaceae; 


1873981 1874024 75 


1878506 1878549 75 


1881663 1881706 75 


ridia; 
1883239 1883282 75 


ridia; 


1905816 1905859 75 


Bacteroidetes; 
1914832 1914875 75 


ia; 


tes; Bacillales; 


1925542 1925664 4 


e; Amycolatopsis. 
1934758 1934801 75 


1942306 1942349 75 
lales; 
1957511 1957554 75 


ribosomal RNA, partial 


1959067 1959110 75 
ribosomal RNA, partial 


574900 Bacteria_16S 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 196474 
Hydrogenophilales; Hy 


denitrificans Bac 
Thiobacillus. 


574900 Bacteria_16S 


1963697 1963740 75 
teria; Proteobacteria; 


1971017 1971060 75 


118 


56 


ibosomal RNA, partial sequence 
Geobacillus. 


118 


118 


118 


118 


n CM1l 16S ribosomal RNA, partial sequence 


118 


ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
574900 Bacteria_16S 


118 


Paenibacillus. 
118 gi| 219878223 |ref|NR_025362.1 
sequence 1957067 1958565 Arthrobacter 
Micrococcineae; Micrococcaceae 
118 gi| 219878222 |ref|NR_025361.1 
sequence 1958616 19601 


118 


Betaproteobacteria; 


118 


gi|219878289 


train TE2 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


gi|219878287 
1870444 18719 
gi|219878285 


gi|219878282 


n CS-K2 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 
574900 Bacteria_16S 


gi|219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


gi|219878277 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


1884819 1884862 75 118 gi| 219878276 |ref|NR_025415.1 
6S ribosomal RNA, partial sequence 1884339 18858 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

1886366 1886409 75 118 gi| 219878274 |ref|NR_025413.1 
DSM 44411 16S ribosomal RNA, partial sequence 1885917 188742 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoca 
e; Saccharomonospora. 

1889397 1889440 75 118 gi|219878272|ref|NR_025411.1 


I/26Corl 16S ribosomal RNA, partial sequence 


gi|219878238 
1934336 19357 


gi|219878233 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillaceae; 


gi|219878219 


gi| 219878214 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 


frisingense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 


574900 Bacteria_16S 


strain DSM 2665 1 


strain MCS 25 16S 


strain MCS 18 16S 


2014306 2014345 79 


6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
574900 Bacteria_16S 


2017262 2017305 75 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
574900 Bacteria_16S 


2018734 2018777 75 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
574900 Bacteria_16S 


2020206 2020249 75 


118 


118 


118 


118 


Burkhol 


219878186 
153 


gi 
gi|219878184 
2016867 20182 


gi|219878183 
2018337 20197 


gi|219878182 


washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


Maricaulis. 


Rhizobiales; Beije 


Actinomycetales; 


Burkholderiales; 


Actinomycetales; 


Campylobacteraceae; 


Hyphomonadaceae; 


yphomonadaceae; 


NR_025428.1 
1867493 186885 


ref |NR_025426.1 


ref |NR_025424.1 
1873541 187493 
Micrococc 


ref|NR_025421.1 
1878060 187954 
Burkho 


ref |NR_025417.1 


ref|NR_025416.1 


Pseudon 


ref |NR_025377.1 
49 Campylobacter 


ref |NR_025372.1 
47 Paenibacillus 


Micrococcaceae 


ref |NR_025358.1 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 


ref|NR_025325.1 


ref 


NR_025323.1 


ref |NR_025322.1 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 
Sporomusa. 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 
Sporomusa. 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Mesorhizobium 


1888988 1890453 Mesorhizobium chacoense 
Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
118 gi| 219878259 |ref|NR_025398.1| Hymenobacter 
1905456 1906817 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
118 gi|219878252|ref|NR_025391.1| Paenibacillus 
1914361 1915860 Paenibacillus azoreducens 
Paenibacillaceae; Paenibacillus. 
118 gi|219878244|ref|NR_025383.1]| Amycolatopsis 


6 Amycolatopsis 
ocardineae; 


Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Paenibacillus cookii 
cookii Bacteria; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Arthrobacter albus 


16 Arthrobacter albus Bacteria; 
Micrococcineae; 


; Arthrobacter. 
Thiobacillus 

6 Thiobacillus 

drogenophilaceae; 


Herbaspirillum 
9 Herbaspirillum 


acteraceae; 


Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Hyphomonas. 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
Maricaulis. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
Maricaulis. 


ref |NR_025321.1 
2019809 202123 


Maricaulis 
0 Maricaulis 


574900 Bacteria_16S 2032017 2032072 1 56 gi|219878174|ref|NR_025313.1] Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

574900 Bacteria_16S 2035188 2035231 75 118 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

574900 Bacteria_16S 2047654 2047697 75 118 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

574900 Bacteria_16S 2050778 2050821 75 118 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

574900 Bacteria_16S 2053880 2053923 75 118 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 2056860 2056903 75 118 gi| 219878153 |ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 2058399 2058442 75 118 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 2059975 2060002 91 118 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

574900 Bacteria_16S 2069037 2069080 75 118 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

574900 Bacteria_16S 2070621 2070664 75 118 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

574900 Bacteria_16S 2075160 2075203 75 118 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

574900 Bacteria_16S 2076683 2076726 75 118 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

574900 Bacteria_16S 2078243 2078286 75 118 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

574900 Bacteria_16S 2081354 2081397 75 118 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

574900 Bacteria_16S 2084413 2084456 75 118 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

574900 Bacteria_16S 2098048 2098091 75 118 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

574900 Bacteria_16S 2110262 2110305 75 118 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
574900 Bacteria_16S 2119427 2119454 91 118 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

574900 Bacteria_16S 2132889 2133011 4 118 gi|219857646|ref|NR_025235.1| Mycobacterium 
poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 2132540 2133989 Mycobacterium 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

574900 Bacteria_16S 2140415 2140470 1 56 gi| 219857641 |ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

574900 Bacteria_16S 2147955 2148077 4 118 gi|219857636|ref|NR_025225.1| Mycobacterium parmense 


strain MUP 1182 16S ribosomal RNA, complete sequence 2147582 2149114 Mycobacterium parmense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


574900 Bacteria_16S 
strain YIM 90001 


inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
Albidovulum. 

574900 Bacteria_16S 2154042 2154085 75 118 gi|219857632|ref|NR_025221.1 
strain H-8 16S ribosomal RNA, partial sequence 2153652 21550 


2149615 2149658 75 118 gi 


2152581 2152624 75 118 gi 


219857635 
16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
574900 Bacteria_16S 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 215360 


219857633 


ref 


nocardineae; 
ref 


NR_025224.1 


NR_025222.1 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

574900 Bacteria_16S 2155439 2155494 1 56 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

574900 Bacteria_16S 2158580 2158623 75 118 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

574900 Bacteria_16S 2167728 2167771 75 118 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
574900 Bacteria_16S 2188909 2188964 1 56 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

574900 Bacteria_16S 2190586 2190613 91 118 gi|219857605|ref|NR_025193.1| Amphibacillus 


fermentum strain 


Bacteria; 


Bacillales; Bacillaceae; Amphibacil 
2220756 2220799 75 118 gi 


2222165 2222208 75 118 gi 


aminoxidans strain 14a 16S ribosomal RNA, partial sequenc 


Bacteria; 


Bacteria; 


Rhizobium. 


574900 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; 
574900 Bacteria_16S 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 
daejeonensis Bacteria; 
574900 Bacteria_16S 

kribbensis strain 
Firmicutes; 
574900 Bacteria_16S 

strain NAM-BN063A 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
574900 Bacteria_16S 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


2225232 2225275 75 118 gi 
Firmicutes; Bacillales; Paenibacil 
2226793 2226836 75 118 gi 
AM49 16S ribosomal RNA, partial sequenc 
Bacillales; Paenibacillaceae; Paeni 


2232793 2232915 4 118 gi 


2244973 2245016 75 118 gi 


2248068 2248111 75 118 gi 


luridiscabiei strain S63 16S ribosomal RNA, partial seque 


luridiscabiei Bac 
Streptomycetaceae; 
574900 Bacteria_16S 


teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2257256 2257299 75 


118 gi 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial s 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
574900 Bacteria_16S 
thermospinosisporus strain AT10 16S ribosomal RNA, partia 


Streptomyces. 
2260380 2260423 75 


118 gi 


thermospinosisporus Bacteria; Actinobacteria; Actinobacte 


Streptomycetaceae; 
574900 Bacteria_16S 
hydrogeniphilum s 
hydrogeniphilum Bacteria; 
Thermodesulfobacterium. 
574900 Bacteria_16S 
strain DSM 11853 
Proteobacteria; 
574900 Bacteria_16S 


Streptomyces. 


2261868 2261911 4 47 


gi 


Thermodesulfobacteria; Thermode 


2274273 2274316 75 118 gi 


2275807 2275850 75 118 gi 


campinensis strain WS2 16S ribosomal RNA, partial sequenc 


Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderi 
574900 Bacteria_16S 
strain 91-4 16S ribosomal RNA, partial sequence 


2295429 2295472 75 118 


gi 


Z-7984 16S ribosomal RNA, partial sequen 
Firmicutes; 
574900 Bacteria_16S 

strain 7d 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
574900 Bacteria_16S 


219857585 
2220358 22217 
ob 
219857584 
e 2221792 2223169 Xantho 
Rhizobiale 
219857582 


219857581 
e@ 2226329 2227839 Paenib 


219857577 
2232422 2233905 Gordon 
ne 
219857569 
2244578 2245989 Rhizob 
Rhizobiale 


219857567 


219857561 


219857559 
1 sequence 2259931 226145 


219857558 
train SL6 16S ribosomal RNA, partial seq 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Burk 
219857549 
e 2275359 2276842 Cupria 


lus. 
ref 


acteraceae; 
ref 


s; Xanthobac 


Paen 
ref 


laceae; 
bacillus. 
ref 


bacterineae; 
ref 


s; Rhizobiac 


nce 
Actinomycet 
ref 
equence 
ref 
ridae; Actin 
ref 
uence 
sulfobacteri 


ref 


holderiaceae 
ref 


ales; Burkho 


219857533 
2295034 2296438 Bartonella bovis Bacteria; 


ref 


ce 2190108 2191561 Amphib 


41 Xanthobacter 


2224766 222627 


2247616 224914 


2256827 225829 
Actinomycetal 


2261503 226299 


NR_025173.1 


Xanthobacter 
NR_025172.1 


teraceae; Xa 
NR_025170.1 


ibacillus. 
NR_025169.1 
NR_025165.1 


Gordoniacea 
NR_025157.1 


eae; Rhizobi 
NR_025155.1 
ales; Strept 
NR_025149.1 
es; 
NR_025147.1 
omycetales; 
NR_025146.1 
ales; Thermo 


NR_025138.1 


; Cupriavidu 
NR_025137.1 


lderiaceae; 


NR_025121.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


acillus fermentum 


Xanthobacter viscosus 


viscosus Bacteria; 


Xanthobacter 
bacter aminoxidans 
nthobacter. 

Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


desulfobacteriaceae; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 

Cupriavidus 
vidus campinensis 
Cupriavidus. 
Bartonella bovis 


AAGGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGG 
CAGCAATACCGCAAGGTGGAGCGAACCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCA 
GCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGATTGTACCTGAAATCGGTGGGCTAACCTTCGGGAGGCAGCCGC 
TTATGGTATGGTCGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTTGAACGAGAATTTTTCAGTTGATTTCT 
TCGGAATGAAACCGAAAANGGAAAGTAGCGAACGGGTGAGTAACACGTGAGAAACCTGCCTTTCACAAAGGGATAGCCTCGGGAAACCGGGATTAATACCTTATG 
ATACATTAATATCGCATGATGTAAATGATGTAAATGTTAAAGAATTTCGGTGAAAGATGGTCTCGCGTCTGATTAGCTAGTTGGTAAGGTACTGGCTTACCAAGG 
CAACGATCAGTAGCCGGATTGAGAGGTTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGA 
AACCCTGATGCAGCGACGCCGCGTGAACGATGAAGGTCTTCGGATTGTAAAGTTCTGTCCTTAGCGAAGATAATGACAGTAGCTAAGAAGCAAGCCCTGGCTAAA 
TACGTGCCAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTANGTAGGCGGTTAATTAAGTCTGAATTTAAAGGCTGTG 
GCTCAACCACGGTTCGGTTTAGAAAACTGGTTAACTTGAGTAGATGAGGGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCA 
GTGGCGAAGGCGACTTTCTAGAATCTAACTGACGCTGAGATACGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGAGTGC 
TAGTTGTTGGGAGTCAAATCTCAGTGACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGC 
ACAAGCAGCGGAGATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGAAGGGANATCCTAGAGATAGGATAGTCTTTTCGGAGACTTGTATACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCTTTAGTTACTAGCGAGTAAAGTCGAGGACTCT 
AGAGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGTCTTGGGCTACACACGTGCTACAATGGTCTGAACAAAGCG 
TAGCTACCTCGTGAGAGCAAGCGAATCGCATAAAACAGATCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAGTTGCTAGTAATCGTGGATCA 
GAACGCCACGGAGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCAATACCCGAAGTCGTCGAGCTAACCGTCAAGGAGGCAGACG 
CCGAAGGTTGGGTAGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCT 
AATGCATGCAAGTCGAGCGGGCTACAATCTTCGGATTGTAGCTTAGCGGCGAACGGGTGAGTAACACGTAGGTAATCTACCCTTGAGAGGAGGACAACCTCAGGA 
AACTGAGGCTAAACCTTCATACGTTCACTGGTAGGGATACTGGTGAAGAAAGAGTTACCGTTGAGGTAGCTGCTGAAGGATGAGCCTGCGGCCCATCAGGTAGTT 
GGTGAGGTAACGGCTCACCAAGCCGAAGACGGGTAACCGGTCTGAGAGGATGTCCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGC 
AGGGAATCTTGGTCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGGAGGAAGAAGTCCTTCGGGGCGTAAACTCCTGGACTGGGGGACGAGTAAGGACGGTA 
CCCCAGTAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGTCCCGAGCGTTGTTCGGATTCACTGGGTGTAAAGGGCGCGTAGGTGGTTGT 
CTGTGTCTCATGTGAAAACTCAGGGCTCAACTCTGAGATTGCGTGGGAAACTAGGCAGCTAGAGGACGGTAGAGGGGAGTGGAATTCCCGGTGTAGCGGTAAAAT 
GCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCGATCCTGACGCTGAGGCGCGAAAGC TAGGGGAGCGAACCGGATTAGATACCCGGGTA 
GTCCTAGCCGTAAACGATCCCTGCTAGGTGTTGGGGGGTAAAGACCCTTCAGTGCCGAAGCCAACGCGATAAGCATCCCACCTGGGGAGTACGGCCGCAAGGTTG 
AAACTCAAAGGAATTGGCGGGGGTCCGCACAAGCGGCGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGTTTGACATGCAGGTGGTAGGAA 
CCTGAAAGGGGGACGACCCAACCGTAAGGGAGGGAGCCAGCACAGGTGTTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCGTAACGAGC 
GCAACCCTCATCCCTAATTGCTCCTGACAGGTAAAAGGGTCAGAGCACAATAGGGAGACCGCTGGCGAAGAGCCAGAGGAAGGGGAGGATGACGTCAAGTCAGCA 
TGGCCTTTATGCCCTGGGCTACACACATGCTACAATGCAGGGTACAACGGGAAGCGAAGCCGCGAGGTGGAGCAAATCCCCAAAAGCCCTGCTCAGTTCGGATCG 
CACGCTGAAATTCGCGTGCGTGAAGTCGGAGTCGCTAGTAACCGTGGATCAGCAAGCCGCGGTGAATACGTTCTCGGGCCTTGCACACACCGCCCGTCAAGCCAC 
CCGAGTCGGGTTCACCAGAAGGCGGTAACCGAAGAGGGCCGGACGACGGTGTGCCTGGTAAGGAGGGCTAAGTCGTAACAAGGTAGCTGTACCGGAAGGTGCGGC 
TGGATCACCTCCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGGACGAACGCTGGCGGCGT 
GCCTAAGGCATGCAAGTCGAGCGGTAGCTCCTATTGGTTTATGCCGATAGGAGTGAGAGCGGCGCACGGGTGAGTAACACGTAGGTAACCTACCCCAGAGAGGGG 
GATAACACCTCGAAAGGGGTGCTAAACCCCCATATACTTACCGAGCGATATGCTCAGGTAAGGAAAGAGTATAGAGGGGTAACCCTCTATGCTGCTCTGGGATGG 
GCCTGCGGCCTATCAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCTAAGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCA 
GACTCCTACGGGAGGCAGCAGCCGGGAATCTTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGAGGGAAGAAGCCCTTCGGGGTGTAAACCTCTTTTC 
TCGGGGAAGAATACTGACGGTACCCGAGGAAAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCG 
TAAAGGGCGTGTAGGCGGCTTAGCAAGTCAGATGTGGAAGCCCTGAGCTCAACTCAGGGAGGTCATCTGATACTGCTAAGCTAGAGGGCAGGAGAGGAGAGCGGA 
ACTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACGCCGGTGGCGAAGGCGGCTCTCTGGACTGACCCTGACGCTGAGGCGCGAAAGCTAGGGGAGCG 
AACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGGGCACTAGGTGTGGGGAGTTAGACTCTCCGTGCTGCAGCTAACGCGATAAGTGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCGCGTGGTTTAATTCGATGCTAAGCGAAGAACCTTACCAGGGCTT 
GACATGCAGGCTGTAAGCTCACTCGAAAGGGTGAGTGCCAAATAGGGGGTTTCCCCTATTTGGAGCCTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGGTAAAGCCGGGCACTCTAAGGGGACTGCCGGCGAAGAGCCGGAGGAAGG 
TGGGGATGACGTCAAGTCAGTATGCCCCTTATGCCCTGGGCTACACACGCGCTACAATGGGTGGTACAGAGGGGAGCGAAGCCGCGAGGCGGAGCGAATCCCTAA 
AGCCACCCCCAGTTCAGATCGCAGGCTGCAACTCGCCTGCGTGAAGGCGGAATCGCTAGTAACCGCAGATCAGCCACGCTGCGGTGAATACGTTCTCGGGCCTTG 
TACACACCGCCCGTCACACCACGAGAGTCCGCAACACCCGAAGTCAGGCGAAGAGCCTGCCGAAGGTGGGGCGGATGATTGGGGTGAAGTCGTAACAAGGTAGCC 
GTACCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTAGCGGAATGCCTT 
ACACATGCAAGTCGAACGGCAGCATAAGGAGAGCTTGCTTTTCTTGATGGCGAGTGGCGAACGGGTGAGTAAAGTATCGGAACGTGCCCAGTAGCGGGGGATAAC 
TACGCGAAAGCGTAGCTAATACCGCATACGCCCTGAGGGGGAAAGAGGGGGATCAGAGATGACCTTTTACTATTGGAGCGGCCGATATCGGATTAGCTAGTTGGT 
GGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATTTTGGACAATGGGGGCAACCCTGATCTAGCCATTCCGCGTGTGCGATTGAAGGCCTTGGGGTTGTAAAGCACTTTTGTCAGGGAAGAAAAGGTTTGTGTTA 
ATACCATGGACTGCTGACGGTACCTGAAGAATAAGCACCGGCAAACTACGGGCCAGCGGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTGCGCAGGCGGTTCGGAAAGAGAGATGTGAAATCCCAGGGCTCAACCTTGGAACTGCATTTCTAACTGTCGAGCTAGAGTATGTTAGAGGGGGGTAGA 
ATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATACTGACGCTGATGCACGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGACTTACGGGTCTTGGTAGCGAAGCCAACGCGTGAAGTTGACCGCCTGG 
GGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCT 
TGACATGTTTGGAATCCTGAAGAGATTTAGGAGTGCTCGCAAGAGAACCGAAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACAAGTAAGATGGGCACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCAGGACAGAGGGAAGCCAAACCGCGAGGTGGAGCTAATCTCACAAACCTGATCGTAGTCCGG 
ATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACA 
CCATGGGAGTGGGTTTTACCAGAAGTAGTTAGTCTAACCGCAAGGAGGGCGATTACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGC 
GGAAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACAT 
GCAAGTCGAGCGATGAAGCTTCCTTCGGGAAGTGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCTAAGAGGGGAATAGCCTCCCGAAAGGGA 
GATTAATACCGCATAAAGTATGAAGGTCGCATGACTTTTATACCAAAGGAGTAATCCGCTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAAGGGC 
TCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGC 
AATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAATGAAGAAGGCCTTAGGGTTGTAAAGTTCTGTCATATGGGAAGATAATGACGGTACCATATGAGGAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGATGCGTAGGCGGACATTTAAGTCAGATGTGA 
AATACCCGGGCTCAACTTGGGTGCTGCATTTGAAACTGGGTGTCTAGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGA 
AGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGAATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGCAGTTAACACAATAAGTATTCCGCCTGGGGAGTACGATCGCAAGATTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCCCCTGAATTACCTGTAATGAGGGAAGCC 


574900 Bacteria_16S 


strain IBS 193 16 


574900 Bacteria_16S 


2296895 2296938 75 118 
S ribosomal RNA, partial sequence 


gi 


219857532 
2296489 22979 


ref 
31 Bartonella capreoli Bacteria; 


NR_025120. 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2310521 2310564 75 118 gi|219857522|ref|NR_025110. 
ibosomal RNA, partial sequence 2310109 2311529 Actinomadura 


strain A290 16S r 


Actinomadura. 


574900 Bacteria_16S 


strain IPT10 16S 


Bartonella capreoli 


Actinomadura mexicana 


mexicana Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
2330163 2330206 75 118 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 


Proteobacteria; B 


574900 Bacteria_16S 


strain DM12 16S r 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


574900 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


574900 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


574900 Bacteria_16S 


caledonica strain 
caledonica Bacter 


574900 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


574900 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


574900 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


574900 Bacteria_16S 


sapomandens strai 
Sapomandens Bacte 


574900 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


574900 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


574900 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


574900 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


574900 Bacteria_16S 


pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 


574900 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 
Micrococcaceae; A 


574900 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


574900 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


etaproteobacteria; Burkholderiales; Bu 
2334765 2334808 75 118 gi 
ibosomal RNA, partial sequence 
ho 
2343710 2343753 75 118 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 
2345262 2345305 75 118 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2384696 2384739 75 118 gi 


s 
e; 


nc 
ni 


etaproteobacteria; Burkholderiales; Bu 
2386220 2386263 75 118 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2387673 2387728 1 56 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2395325 2395368 75 118 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2396828 2396855 91 118 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


se 


, 


nc 
S; 


ne 


ue 
ia 


2428866 2428893 91 118 
n DSM 3223 16S ribosomal RNA, 
ria; Firmicutes; Clostridia; Clostridi 
2431856 2431899 75 118 gi 
n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2436420 2436463 75 118 gi 


gi 
partial se 


al 


ne 
ni 


etaproteobacteria; Burkholderiales; Burk 
2466768 2466823 1 56 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2493837 2493880 75 118 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 
2498277 2498320 75 118 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2513519 2513562 75 118 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


Cl 


ue 
e; 


gi 
oc 


nc 
al 


2516545 2516588 75 118 gi 
strain A-6 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 
2518030 2518073 75 118 gi 
in CN 732 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2527125 2527168 75 118 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 


se 
id 


v 


ne 
oc 


574900 Bacteria_16S 


rk 
219857505 
2334350 23357 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


574900 Bacteria_16S 219857498 


219857497 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
rk 
219857469 


219857468 


219857463 


2394935 23963 


219857462 


219857438 


219857436 


219857430 


6S ribosomal RNA, partial sequence 2436004 24374 


219857405 
2466381 24678 


219857387 


219857384 
2497830 24993 


219857368 


219857366 


219857365 


219857359 


holderiac 


dobactera 
equence 
Actinomy 


e 23447 
bacillus 


holderiac 
quence 
Burkholde 

23873 
Thermoa 


e 
n 


llaceae; 


nce 


les; Clo 


quence 
es; Pept 


e 24314 
bacillus 


holderia 


ostridiu 


nce 


yclaceae; 


25130 
Micr 


e 
es; 


quence 
ae; Acti 


uence 
Actinomy 


e 25266 
caceae; 


7 


2531714 2531757 75 118 gi 


219857356 


ref 
05 Paracoccus methylutens Bacteria; 
Paracocc 
ref 

2343294 234473 
ales; Propio 


ref 
86 2346268 Paenib 


ref 
30 Burkholderia fungorum Bacteria; 
Burkholder 
ref 

2385781 23872 
Burkho 
ref 
07 2388807 Thermo 
obacteracea 
NR_025051.1 
35 Bartonella birtlesii Bacteria; 
Bar 
ref 


ref 


stri 
ref 
ococ 
ref 
ref 


ceae 
ref 


Actinomycet 


ref 


ref 


ref 
nomy' 
ref 
ceta 
ref 


Desu 
ref 


, 


NR_025093. 


eae 


ceae; 


NR_025086. 
cet 


NR_025085. 


NR_025058. 


’ 


NR_025057. 


eae 


riales; 


NR_025056. 


aer 


tonella. 


2396386 23978 


2428395 24298 
caceae; 


, 


2493400 24948 
ales; 


Thauera. 


cineae; 


2516115 25175 
cetales; 


2517611 25190 
les; 


3 2528174 Desul 


Burkholde 


NR_025050.1 
diales Fami 
NR_025026.1 


Des 
NR_025024.1 
10 2432897 Paeni 


NR_025018.1 
72 Cupriavidus oxalaticus Bacteria; 
Cupriavid 
NR_024993.1 
77 Clostridium fimetarium Bacteria; 
m. 

ref|NR_024975.1 
Microc 


NR_024972.1 
17 Thauera chlorobenzoica Bacteria; 


NR_024956.1 


94 2514560 Xylan 
ococ 


Pro: 
NR_024954.1 
Mi 
NR_024953.1 
Strept 


NR_024947.1 


1lfotomaculu 
NR_024944.1 


r 


u 


1 


1 


5 
1 


al 
1 


a 


u 


b 


u 


6 


i 
m. 


6 
c 


9 
fo} 


£ 
m 


e: 


ia. 
Paracoccus methylutens 


s. 
Actinopolymorpha 

5 Actinopolymorpha 

nibacterineae; 


Paenibacillus 
acillus granivorans 


Burkholderia fungorum 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Bartonella birtlesii 


’ 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Desulfotomaculum 
8 Desulfotomaculum 
lfotomaculum. 

Paenibacillus 
acillus chinjuensis 


Cupriavidus oxalaticus 


Ss. 
Clostridium fimetarium 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Thauera chlorobenzoica 


Xylanimicrobium 
microbium pachnodae 
icromonosporaceae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Desulfotomaculum 
otomaculum alkaliphilum 


Cupriavidus pauculus 


strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


574900 Bacteria_16S 


strain VP-6 16S r 


strain VP-5 16S r 


strain C-29 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
574900 Bacteria_16S 2552299 2552342 75 118 gi| 219857342 
albus strain JL 83 16S ribosomal RNA, complete sequence 25518 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptacidiphilus. 

574900 Bacteria_16S 2553860 2553903 75 118 gi| 219857341 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 25534 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptacidiphilus. 

574900 Bacteria_16S 2558564 2558607 75 118 gi| 219857338 


strain SR12 16S r 
Firmicutes; Clost 


574900 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


574900 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


574900 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 


strain DSM 43194 


strain ACCC 19665 
Bacteria; Proteob 


574900 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


574900 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


574900 Bacteria_16S 


strain hl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
574900 Bacteria_16S 2643088 2643131 75 118 gi| 219857229 
campinasensis strain 324 16S ribosomal RNA, partial sequence 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
574900 Bacteria_16S 2649175 2649218 75 118 gi| 219857225 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 26501 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
574900 Bacteria_16S 2650678 2650721 75 118 gi| 219857224 


6a3 16S ribosomal 
Betaproteobacteri 


574900 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


574900 Bacteria_16S 


strain IM1 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
574900 Bacteria_16S 


subterraneus stra 
Bacteria; Proteob 


574900 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


574900 Bacteria_16S 


2537604 2537643 79 118 
ibosomal RNA, partial sequence 


gi 


yp 
2539008 2539047 79 118 


ibosomal RNA, partial sequence 


gi 


yp 
2549332 2549375 75 118 
ibosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2564671 2564698 91 118 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2572318 2572361 75 118 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2577015 2577058 75 118 gi 


Eu 


ia 
ri 


1 
os 


oc 


2578444 2578487 75 118 gi 
oc 


2610827 2610870 75 118 gi 
do 
2623145 2623188 75 118 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2624722 2624765 75 118 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


le 


al 
ac 


2627824 2627851 91 118 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2630848 2630891 75 118 gi 
osomal RNA, partial sequence 


ne 
ac 


bosomal RNA, partial sequence 
lo 


2674678 2674721 75 118 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
2716457 2716512 1 56 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2718094 2718137 75 118 gi 


en 
r. 


ol 


219857352 
2537193 25385 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
574900 Bacteria_16S 219857351 
2538597 25399 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
574900 Bacteria_16S 219857344 


2548929 25503 


2558106 25596 


219857291 


219857286 


219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 219857258 
16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


574900 Bacteria_16S 219857249 


219857248 


219857246 


219857238 
2630432 26317 


2662145 26634 
219857206 
219857177 
2716108 27175 


219857176 


homonada 


homonada 


bacteriu 


1 sequen 
diales; 


sequence 


tridiale 


occineae 


occineae 


nocardin 


26227 
s; Phyll 
sequenc 
teria; X 


e 26273 
illus. 


RNA, partial sequence 2650247 2651682 Azosp 
a; Rhodocyclales; Rhodocyclaceae; Azospira. 
2652209 2652252 75 118 gi| 219857223 
ibosomal RNA, partial sequence 2651733 26532 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
2662557 2662600 75 118 gi| 219857215 


cystacea 


ce 26742 


welliace 


ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas. 

ref |NR_024939.1| Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


ceae; Hyphomonas. 

ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 

ref|NR_024930.1| Streptacidiphilus 


53 2553362 Strept 
ptomycineae; Str 


acidiphilus albus 
eptomycetaceae; 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 
ms 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024917.1 
2571864 257337 
s; Clostridiacea 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref|NR_024913.1 
lomonas persica 
; Cellulomonadaceae; Cellulomonas. 
ref|NR_024889.1| Prauserella rugosa 
91 Prauserella rugosa Bacteria; 
eae; Pseudonocardiaceae; Prauserella. 
ref|NR_024879.1| Mesorhizobium amorphae 
31 2624203 Mesorhizobium amorphae 
obacteriaceae; Mesorhizobium. 
ref|NR_024878.1| Rhodanobacter 
e 2624254 2625756 Rhodanobacter 
anthomonadales; Xanthomonadaceae; 


Eubacterium 

8 Eubacterium 

Eubacterium. 
Clostridium 

7 Clostridium 

e; Clostridium. 
Cellulomonas iranensis 

s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 

Bacteria; 


ref |NR_024876.1 
22 2628862 Gracil 


Gracilibacillus 
ibacillus halotolerans 


ref|NR_024866.1| Methylarcula terricola 
92 Methylarcula terricola Bacteria; 
aceae; Methylarcula. 
ref|NR_024857.1| Paenibacillus 

2642624 2644131 Paenibacillus 
Paenibacillus. 
ref|NR_024853.1| Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 
; Azonexus. 
ref |NR_024852.1 
oryzae Bacte 


Azospira oryzae strain 


ira ria; Proteobacteria; 


ref|NR_024851.1| Azoarcus indigens 

16 Azoarcus indigens Bacteria; 

; Azoarcus. 

ref|NR_024843.1| Methylopila capsulata 


75 Methylopila capsulata Bacteria; 
e; Methylopila. 
ref |NR_024834.1 
15 2675666 Thioba 


Thiobacter 
cter subterraneus 


ref|NR_024805.1| Colwellia piezophila 
81 Colwellia piezophila Bacteria; 

ae; Colwellia. 

ref|NR_024804.1| Herbaspirillum 


chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
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574900 Bacteria_16S 2877293 2877320 91 118 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

574900 Bacteria_16S 2886382 2886421 79 118 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

574900 Bacteria_16S 2889431 2889470 79 118 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

574900 Bacteria_16S 2918451 2918494 75 118 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

574900 Bacteria_16S 2925935 2925978 75 118 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

574900 Bacteria_16S 2943956 2943983 1 28 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 

574900 Bacteria_16S 2944037 2944080 75 118 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 

574900 Bacteria_16S 2954604 2954647 75 118 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

574900 Bacteria_16S 2960463 2960518 1 56 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

574900 Bacteria_16S 2977404 2977447 75 118 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 2978936 2978979 75 118 gi| 219846937 |ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 2980471 2980514 75 118 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 2981897 2981952 1 56 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
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NR_0264 
S; 
13.1 


8 
D 


NR_0264 


brionales; 
NR_026412.1 


trasporangia 


ref 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Desulfovibrio 
4 Desulfovibrio 


esulfovibrionaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 


NR_026379.1 


Corynebacterium phocae 


strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


574900 Bacteria_16S 
strain DG-1 16S ribosomal RNA, partial sequence 
Clostridia; 
574900 Bacteria_16S 

lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthi 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
574900 Bacteria_16S 
agaricidamnosum strain Wlr3 16S ribosomal RNA, 
agaricidamnosum Bacteria; 


Firmicutes; 


Bacteria; 


Janthinobacterium. 


574900 Bacteria_16S 


strain DSM 11140 


strain DSM 10020 
Firmicutes; 


lipolytica strain 
Bacteria; 


Streptomycetaceae; 


strain TagT2C 16S 


strain DSM 43764 


Firmicutes; 
574900 Bacteria_16S 

griseocarneus strain DSM 40004 16S ribosomal RNA, 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
574900 Bacteria_16S 


3202955 3202998 75 


3221098 3221141 75 


3222617 3222660 75 


3225581 3225624 75 


3231624 3231667 75 


Clostridiales; 
3234713 3234740 91 


Clostridia; 
3236252 3236295 75 


3239356 3239399 75 


3246892 3246935 75 


Firmicutes; 
3252801 3252844 75 


Proteobacteria; 


Clostridiales; 


Clostridia; 


118 


Clostridiales; Veillonellaceae; Sporomusa. 


118 


Oxalobacteraceae; 
118 gi|219846772|ref|NR_026364.1 
partial sequence 3222170 322363 


118 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
574900 Bacteria_16S 


118 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridia; 
574900 Bacteria_16S 

JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermo 
Syntrophomonadaceae; 


118 


118 


118 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
574900 Bacteria_16S 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial 
aeronauticum Bacteria; 
574900 Bacteria_16S 


118 


118 


16S ribosomal RNA, partial sequence 3252379 32538 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


574900 Bacteria_16S 


strain DSM 43067 


3254299 3254342 75 


118 


16S ribosomal RNA, partial sequence 3253877 32553 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


574900 Bacteria_16S 


strain Feox-1 16S 


Firmicutes; 
Bacteria; 
hydrogenotrophica 


hydrogenotrophica 


Bacteria; 


Clostridia; 
574900 Bacteria_16S 

ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudo 
Firmicutes; Lachnospiraceae; 
574900 Bacteria_16S 
strain S5a36 16S ribosomal RNA, partial 
Bacteria; 
574900 Bacteria_16S 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xantho 
Proteobacteria; Alphaproteobacteria; 
574900 Bacteria_16S 
strain 301 16S ribosomal RNA, partial sequence 


3269341 3269384 75 


3273964 3274007 75 


Clostridiales; 
3296728 3296783 1 


Clostridia; 
3298330 3298373 75 


Firmicutes; 
3307545 3307588 75 


3309007 3309050 75 


Clostridiales; 


118 


ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
574900 Bacteria_16S 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


118 


56 


118 


Clostridia; 


118 


118 


Betaproteobacteria; 


Clostridiales; 


Rhizobiales; 


219846786 |ref 


gi 


NR_026378.1 


3202501 3203981 Sporomusa silvacetica Bacteria; 


219846773 |ref 


gi 


219846770|ref 


gi 


219846766 |ref 


gi 


219846764 |ref 


gi 


219846763 |ref 


gi 


complete sequence 3235806 323732 
Actinomycetales; 


gi| 219846761 |ref 


3238968 3240379 Xanthobacter 
Xanthobacteraceae; 


219846756 
sequence 


gi ref 


219846752 |ref 


gi 


219846751 |ref 


gi 


Streptosporangineae; 


219846741 |ref 


gi 


56 Peptoniphilus 
Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 


3246473 324794 
Peptococcaceae; 


26 Actinomadura 
Streptosporangineae; 


21 Actinomadura 


NR_026365.1 


NR_026362.1 


NR_026358.1 


NR_026356.1 


NR_026355.1 


NR_026353.1 


Xanthobacter 
NR_026348.1 


Des 
NR_026344.1 


Thermomon 
NR_026343.1 
Thermomon 


NR_026333.1 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 


Burkholderiales; Oxalobacteraceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 
Intrasporangiaceae; 
Peptoniphilus harei 


Janibacter. 
harei Bacteria; 


Thermosyntropha 
syntropha lipolytica 


Thermosyntropha. 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 


osporaceae; 


osporaceae; 


Leptothrix mobilis 


3268876 3270396 Leptothrix mobilis Bacteria; 


219846738 |ref 


gi 
Eubacterium. 


gi| 219846723 |ref 


219846722 |ref 


gi 
Clostridiales; Bl 
gi|219846716|ref 


Xanthobac 


gi|219846715|ref 


3308619 3310030 Xanthobacter 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


574900 Bacteria_16S 
strain 1A-C 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
574900 Bacteria_16S 
vinaceum strain DSM 43823 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Actinomycetales; 


vinaceum Bacteria; 


3310519 3310562 75 


3324083 3324205 4 


Micromonosporaceae; Dactylosporangium. 


574900 Bacteria_16S 
43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactyl 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


roseum strain DSM 


Dactylosporangium. 


574900 Bacteria_16S 


3325610 3325732 4 


3327131 3327253 4 


118 


118 


118 


118 


219846713|ref 


gi 


Pseudobutyrivib 


sequence 3297885 329934 


NR_026330.1 


NR_026315.1 


NR_026314.1 


autia. 
NR_026308.1 


teraceae; Xa 
NR_026307.1 


Xanthobacter 
NR_026305.1 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 
2 Blautia 


Xanthobacter 
bacter autotrophicus 
nthobacter. 


Georgenia muralis 


3310081 3311497 Georgenia muralis Bacteria; 


Bogoriellaceae 
gi|219846702|ref|NR_026294.1 
quence 3323723 332519 


219846701 |ref 


gi 


Micromon 


219846700|ref 


gi 


Micromonosp 
NR_026293.1 


osporineae; 


NR_026292.1 


; Georgenia. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 


matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 


Sporomusa silvacetica 


Xanthobacter tagetidis 
tagetidis Bacteria; 


Actinomadura kijaniata 


kijaniata Bacteria; 


Actinomadura madurae 
madurae Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Xanthobacter flavus 
flavus Bacteria; 


574900 Bacteria_16S 3328650 3328772 4 118 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
574900 Bacteria_16S 3342263 3342385 4 118 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
574900 Bacteria_16S 3349978 3350021 75 118 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 
574900 Bacteria_16S 3354585 3354628 75 118 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
574900 Bacteria_16S 3357708 3357751 75 118 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
574900 Bacteria_16S 3359272 3359315 75 118 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
574900 Bacteria_16S 3362436 3362463 91 118 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 


574900 Bacteria_16S 3377509 3377552 75 118 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 
strain M17C 16S ribosomal RNA, partial sequence 3377063 3378542 Kytococcus sedentarius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

574900 Bacteria_16S 3380499 3380621 4 118 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
574900 Bacteria_16S 3395614 3395657 75 i138 gi|219846648|ref|NR_026240.1| Promicromonospora 


citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
574900 Bacteria_16S 3397119 3397162 75 118 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

574900 Bacteria_16S 3401704 3401747 75 118 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

574900 Bacteria_16S 3403244 3403287 75 118 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

574900 Bacteria_16S 3404774 3404817 75 118 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
574900 Bacteria_16S 3406300 3406343 75 118 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

574900 Bacteria_16S 3415383 3415426 75 118 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 


574900 Bacteria_16S 3428644 3428699 1 56 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

574900 Bacteria_16S 3447883 3447926 75 118 gi|219846611|ref|NR_026203.1| Streptomyces 


subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
574900 Bacteria_16S 3449450 3449493 75 118 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 
574900 Bacteria_16S 3452584 3452627 75 its gi|219846608|ref|NR_026200.1| Micrococcus lylae 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
574900 Bacteria_16S 3454111 3454154 75 118 gi|219846607|ref|NR_026199.1| Kocuria kristinae 
strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 3455136 Kocuria kristinae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


574900 Bacteria_16S 


strain DSM 20550 


strain DSM 20541 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
574900 Bacteria_16S 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


protophormiae str 
protophormiae Bac 


3455640 3455683 75 


3457169 3457212 75 


3458663 3458706 75 


Micrococcaceae; Arthrobacter. 


574900 Bacteria_16S 
rain DSM 420 16S ribosomal RNA, 


nicotinovorans st 
nicotinovorans Ba 


3460184 3460227 75 


cteria; Actinobacteria; 


Micrococcaceae; Arthrobacter. 


574900 Bacteria_16S 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
574900 Bacteria_16S 
train DSM 20136 16S ribosomal 
acteria; Actinobacteria; Actinobacteridae; 


strain DSM 20546 


polychromogenes s 
polychromogenes B 


3461704 3461747 75 


3463227 3463270 75 


Micrococcaceae; Arthrobacter. 


574900 Bacteria_16S 
16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
574900 Bacteria_16S 
DSM 20123 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


strain DSM 20545 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


574900 Bacteria_16S 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


crystallopoietes 
crystallopoietes 


3464750 3464793 75 


3466273 3466316 75 


3467795 3467838 75 


Micrococcaceae; Arthrobacter. 


574900 Bacteria_16S 
16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
574900 Bacteria_16S 


strain DSM 20133 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


574900 Bacteria_16S 


strain DSM 3133 1 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


574900 Bacteria_16S 
ATCC 43826 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


574900 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


574900 Bacteria_16S 
train DSM 5847 16S ribosomal RNA, part 


homopropionicum s 
homopropionicum B 


574900 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


574900 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


574900 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


574900 Bacteria_16S 


3469321 3469364 75 


3484429 3484472 75 


3485996 3486039 75 


; Streptomyces. 
3487562 3487605 75 


3490625 3490668 75 


; Streptomyces. 
3492083 3492205 4 


Mycobacterium. 
3522382 3522425 75 


3529957 3530000 75 


acteria; Firmicutes; 
3531485 3531528 75 


ridiales; 
3532932 3532975 75 


ridia; Clostridiales; 
3577292 3577335 75 
216 16S ribosomal RNA, 


3580224 3580267 75 


omal RNA, partial sequence 
Clostridiaceae; 


S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; 


118 gi| 219846606 


16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
574900 Bacteria_16S 
16S ribosomal RNA, partial sequence 3456719 34581 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
574900 Bacteria_16S 
DSM 40221 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhodoc 


thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Roseococcus. 


ref|NR_026198.1 
68 Arthrobacter 


Arthrobacter agilis 
agilis Bacteria; 


occineae; Micrococcaceae; Arthrobacter. 
118 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
69 Nesterenkonia halobia Bacteria; 
occineae; Micrococcaceae; Nesterenkonia. 
118 gi|219846603|ref|NR_026195.1| Arthrobacter 
al sequence 3458220 3459692 Arthrobacter 
Actinomycetales; Micrococcineae; 
118 gi|219846602|ref|NR_026194.1| Arthrobacter 
complete sequence 3459743 3461210 Arthrobacter 
Actinobacteridae; Actinomycetales; Micrococcineae; 
118 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
33 Arthrobacter ramosus Bacteria; 
occineae; Micrococcaceae; Arthrobacter. 
118 gi|219846600|ref|NR_026192.1| Arthrobacter 
RNA, partial sequence 3462784 3464255 Arthrobacter 
Actinomycetales; Micrococcineae; 
118 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
79 Arthrobacter pascens Bacteria; 
occineae; Micrococcaceae; Arthrobacter. 
118 gi| 219846598 |ref|NR_026190.1| Arthrobacter 
partial sequence 3465830 3467301 Arthrobacter 
Actinomycetales; Micrococcineae; Micrococcaceae; 
118 gi|219846597|ref|NR_026189.1| Arthrobacter 
rtial sequence 3467352 3468823 Arthrobacter 
idae; Actinomycetales; Micrococcineae; 
118 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
48 Arthrobacter citreus Bacteria; 
occineae; Micrococcaceae; Arthrobacter. 
118 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
99 Streptomyces galbus Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
118 gi| 219846585 |ref|NR_026177.1| Streptomyces 
sequence 3485550 3487066 Streptomyces 
Actinomycetales; Streptomycineae; 
118 gi|219846584|ref|NR_026176.1| Actinotalea fermentans 
02 Actinotalea fermentans Bacteria; 
occineae; Cellulomonadaceae; Actinotalea. 
118 gi| 219846582 |ref|NR_026174.1| Streptomyces 
partial sequence 3490176 3491693 Streptomyces 
Actinomycetales; Streptomycineae; 
118 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
partial sequence 3491744 3493209 Mycobacterium 
idae; Actinomycetales; Corynebacterineae; 
118 gi|219846561|ref|NR_026153.1| Thauera aromatica 
32 Thauera aromatica Bacteria; 
yclaceae; Thauera. 
118 gi|219846556|ref|NR_026148.1| Clostridium 
ial sequence 3529546 3531006 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
118 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Sarcina. 
118 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
3532506 3533966 Sarcina ventriculi Bacteria; 
Clostridiaceae; Sarcina. 
118 gi|219846524|ref|NR_026116.1| Blastobacter 
complete sequence 3576905 3578325 Blastobacter capsulatus 
Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
118 gi|219846522|ref|NR_026114.1] Roseococcus 


3579840 3581265 Roseococcus 


574900 Bacteria_16S 
stercorarium subsp. 


Clostridiaceae; C 
574900 Bacteria_16S 
thermopalmarium s 
thermopalmarium B 
574900 Bacteria_16S 
strain Anox B 16S 
Proteobacteria; B 
574900 Bacteria_16S 
cellobioparum str 
cellobioparum Bac 
574900 Bacteria_16S 
lentocellum strai 
Bacteria; Firmicutes; 
574900 Bacteria_16S 

strain LMG 7837 1 


Sinorhizobium. 
574900 Bacteria_16S 
strain 3015 16S r 


574900 Bacteria_16S 
strain NCTC 83785 
Bacteria; Proteob 
574900 Bacteria_16S 
thermocarboxydus 
thermocarboxydus 

Streptomycetaceae; 
574900 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae; 
574900 Bacteria_16S 
paracochleata str 
paracochleata Bac 
Streptomycetaceae; 
574900 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae; 
574900 Bacteria_16S 
strain OS-3256 16 


574900 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
574900 Bacteria_16S 
strain H152 16S r 


574900 Bacteria_16S 
restrictus strain 
restrictus Bacteria; 
574900 Bacteria_16S 
thermophilus stra 
thermophilus Bacteria; 
574900 Bacteria_16S 

strain CNS 2-75 1 


574900 Bacteria_16S 
verrucosospora st 
verrucosospora Ba 
Thermomonosporaceae; 
574900 Bacteria_16S 
rugatobispora str 
rugatobispora Bac 
Thermomonosporaceae; 
574900 Bacteria_16S 


acteria; 


teria; 


Clostridia; 


16S ribosomal RNA, 
acteria; Betaproteobacteria; Neisseria 


Firmicutes; 


3581700 3581819 2 


thermolacticum strain TX41 
Clostridium stercorarium subsp. thermol 
lostridium. 


3583327 3583370 75 


Firmicutes; 
3589563 3589606 75 
3594147 3594190 75 

Firmicutes; 


3597213 3597256 75 


3603391 3603434 75 


3624073 3624195 4 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


3627262 3627305 75 


3637981 3638024 75 


3639533 3639576 75 


3641102 3641145 75 


3642627 3642670 75 


3644159 3644202 75 


3653292 3653335 75 


SEBR 3139 16S ribosomal RNA, 
Clostridia; 


3656292 3656335 75 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


3665634 3665661 91 
3677774 3677817 75 
Deferribacteres; 


3683716 3683759 75 


3724440 3724483 75 


rain A-184 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacterid 
Actinomadura. 


3725900 3725943 75 


3727354 3727397 75 


Clostridia; 


118 
16 


118 


train BVP 16S ribosomal RNA, partial s 
Clostridia; 


118 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


118 


ain DSM 1351 16S ribosomal RNA, partia 
Clostridia; 


118 


n RHM5 16S ribosomal RNA, partial sequ 
Clostridiales; 


118 


118 


118 


complete sequence 


118 


strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


118 


rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 


118 


ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 


118 


n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


118 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


118 
pa 
Clos 
118 


118 


PER-K23 16S ribosomal RNA, partial se 
Firmicutes; 


118 


in BMA1 16S ribosomal RNA, partial seq 
Deferribacteral 


118 


118 
pa 


118 


ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Actinomadura. 


118 


acticum Bacteria; 


Clostri 


Clostridia 


219846521 
somal RNA, 


gi 
S ribo 


219846520 
equence 
Clostridiales; 
gi| 219846516 
3589120 35906 
Ideonella. 
gi|219846512 
1 
diales; Cl 
219846509 
ence 35967 
spiraceae; 
219846504 


gi 


gi 


Lachno 
gi 


6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


biaceae; S 
gi|219846489 
3623734 36252 
nebacterin 
219846487 
36267 
les; Neiss 
219846480 
sequence 
idae; Acti 


gi 


gi 


219846479 
rtial sequ 
acteridae; 


gi 


219846478 
quence 
e; 


gi 


219846477 
sequence 
Actinomyc 


gi 


gi|219846476 
3643713 36451 
Streptomycinea 
gi|219846469 
rtial sequence 
tridiales; Pepto 
gi| 219846467 
3655877 36573 
biaceae; R 
219846461 
quence 
les; Pepto 
219846452 
uence 
es; Deferr 
219846448 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


llaceae; O 
219846418 
sequence 
ae; Acti 


gi 
rtial 


: no 


219846417 
al sequenc 
e; Actin 


gi 


219846416 


gi 


sequence 


ref 
par 


Firmicutes; 


Clos 
ref 
ref 


ostr 
ref 


Cel 
ref 


inor 
ref 


eae; 
ref 


eria 


nomy 
ref 
ence 


Act 


ref 


ref 
etal 
ref 


e; S 
ref 


cocc 
ref 


hizo 
ref 


cocc 
ref 


ibac 
ref 


chro 
ref 


myce 


ref 


ref 


3593717 359520 


93 3598277 Clostr 


32 Sinorhizobium 


17 Mycobacterium 


80 3628323 Neiss 


3637554 36390 


3640656 36421 
Actinomycet 


3642181 36436 


93 Kitasatospora 


3652827 36543 


3665143 36666 


3677295 36788 


56 Ochrobactrum 


3724040 37254 


e 3725501 37269 
omycet 


NR_026113.1 
tial sequenc 


tridiac 
NR_026108.1 


NR_026104.1 


idiaceae; Cl 
NR_026101.1 


lulosilyticu 
NR_026096.1 


hizobium/Ens 


NR_026081.1 


Mycobacteri 
NR_026079.1 
e 
ceae; Neisse 
NR_026072.1 
5 
xr 


cetales; St 


NR_026071.1 
363910 
inomycetales 


NR_026070.1 
3 
ales; Strept 
NR_026069.1 
6 
es; Strepto: 
NR_026068.1 


treptomyceta 
NR_026061.1 
5 
aceae; Desul 
NR_026059.1 


bium/Agrobac 
NR_026053.1 
2 
aceae; Dehal 
NR_026043.1 
4 
teraceae; De 
NR_026039.1 


bactrum. 
NR_026009.1 
5 
tales; Strep 
NR_026008.1 
0 
t 


ales; Strep 


Clostridia; 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Clostridium 
5 Clostridium 
Clostridium. 

Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 
Clostridium 
idium lentocellum 
m. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 

Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


’ 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 


mycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Dehalobacter 

8 Dehalobacter 

obacter. 

Deferribacter 

5 Deferribacter 
ferribacter. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 


osporangineae; 


Actinomadura macra 


NR_026007.1 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


574900 Bacteria_16S 3728808 3728851 75 118 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

574900 Bacteria_16S 3730262 3730305 75 118 gi|219846414|ref|NR_026005.1] Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 

574900 Bacteria_16S 3731721 3731764 75 118 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

574900 Bacteria_16S 3733181 3733224 75 118 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

574900 Bacteria_16S 3734561 3734679 4 118 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

574900 Bacteria_16S 3736024 3736142 4 118 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
574900 Bacteria_16S 3738947 3739065 4 118 gi|219846408|ref|NR_025999.1| Nonomuraea polychroma 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 3740040 Nonomuraea polychroma Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
574900 Bacteria_16S 3741875 3741993 4 118 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

574900 Bacteria_16S 3743340 3743458 4 118 gi| 219846405 |ref|NR_025996.1| Nonomuraea ferruginea 
strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
574900 Bacteria_16S 3744805 3744923 4 118 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 
strain 104 16S ribosomal RNA, partial sequence 3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
574900 Bacteria_16S 3746266 3746384 4 118 gi|219846403|ref|NR_025994.1| Nonomuraea angiospora 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
574900 Bacteria_16S 3764401 3764456 1 56 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

574900 Bacteria_16S 3771825 3771880 1 56 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

574900 Bacteria_16S 3776494 3776537 75 118 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 

574900 Bacteria_16S 3800548 3800591 75 118 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium ciceri Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

574900 Bacteria_16S 3853710 3853753 75 £18 gi|219846326|ref|NR_025916.1| Leptothrix discophora 


strain SS-1 16S r 
Proteobacteria; B 


574900 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


574900 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


574900 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


574900 Bacteria_16S 


strain F9251 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
574900 Bacteria_16S 


strain B9 16S rib 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3875047 3875090 75 118 gi 


etaproteobacteria; Neisseriales; Neiss 
3887504 3887547 75 118 gi 
n Gottingen 1488-6 16S ribosomal RNA, 

ria; Proteobacteria; Betaproteobacteri 
3889043 3889086 75 118 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
3893626 3893669 75 118 

ribosomal RNA, partial sequence 


Neiss 
gi 


Barto 
gi 


3898288 3898331 75 
osomal RNA, partial sequence 


118 


3853246 38547 


ptothrix. 
219846312 


6S ribosomal RNA, partial sequence 3874615 38761 


eriaceae; 

219846304 
partial se 
a; Neisser 
219846302 


3888563 38900 


eriaceae; 
219846299 


3893217 38946 


nellaceae; 
219846296 


ref |NR_025902.1 
seria. 
NR_025894.1 
ce 388702 
s; Neisseria 
NR_025892.1 


Neis 
ref 
quen 
iale 
ref 


seria. 
NR_025889.1 


Neis 

ref 
Bartonella. 

ref 


30 Leptothrix discophora Bacteria; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Vitreoscilla 

4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Ahrensia kielensis 


NR_025886.1 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 


3897893 3899299 Ahrensia kielensis Bacteria; 


CTTCGGGGCAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCA 
TTAAGTTGAGCACTCTAGTGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAA 
TGGTTGGTACAACAAGATGCAAGACCGCGAGGTGGAGCTAAACTTAAAAAACCAACCCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCCGGAGTTGCT 
AGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCTGGTAACACCCGAAGTCCGTGAGGTAACCG 
TAAGGAGCCAGCGCCGAAGGTGGGATTAGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGTTGGATCACCTCCTTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCT 
TCCTTCGGGAAGTGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGTGGGGGATAGCCTTCCGAAAGGAAGATTAATACCGCATAACATA 
AGAGAATCGCATGATTTTCTTATCAAAGATTTATTGCTTTGAGATGGACCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAG 
CCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAG 
CAACGCCGCGTGGGTGATGAAGGTCTTCGGATTGTAAAGCCCTGTTTTCTGGGACGATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGATGTTTAAGTGGGATGTGAAATCCCCGGGCTTAACCTGGGG 
GCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGAT TAGGAAGAACACCAGTGGCGAAGGCGG 
CTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTAGGGGG 
TATCAACTCCCCCTGTGCCGCAGTTAACACAATAAGTATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGC 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTTGACATCCCTTGCATAGCCTAGAGATAGGTGAAGCCCTTCGGGGCAAGGAGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTAGGTTAAGTCCTGCAACGAGCGCAACCCTTGTTATTAGTTGCTACCATTAAGTTGAGCACTCTAATGA 
GACTGCCTGGGTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTAGGTACAATAAGACGCAA 
GACCGTGAGGTGGAGCAAAACTTATAAAACCTATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGT 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCTGGTAACACCCGAAGTCCGTGAGGTAACCGTAAGGAGCCAGCGGCCGAAGG 
TGGGATTAGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCTCCTTCGGGAGCGGATTAGCGGC 
GGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATAGCCTTTCGAAAGGAAGATTAATACCGCATAAGATTGTAGTGCCGCATGGCATAGCAATT 
AAAGGAGTAATCCGCTATGAGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGC 
CACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACG 
GTCTTCGGATTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCA 
AGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAAGTGGGATGTGAAATACTCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGATATC 
TAGAGTGCAGGAGAGGAAAGTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACAC 
TGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCG 
CTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCTTAATCGGGGAAGCCCTTCGGGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCTGGTACAGAGAGATGCTAAACCGCGAGGTGGAGCCAAACTT 
TAAAACCAGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACGCGTAAGAGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGTGAAGT 
CGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTG 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAGTTTCCTTCGGGAAACGGATTAGCGGCGGACGGGTGAGTAACACGTG 
GGTAACCTGCCTCATAGAGGGGAATAGCCTCCCGAAAGGGAGATTAATACCGCATAACATTGCAGTTTCGCATGAAACAGCAATTAAAGGAGCAATCCGCTATGA 
GATGGACCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTC 
TGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTG 
GGCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAG 
TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGG 
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTTCAACACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTA 
GACTTGACATCCTCTGCATTACCCTTAATCGGGGAAGTTCCTTCGGGAACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCGAGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAA 
TCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAGAGAGATGCTATACCGCGAGGTGGAGCTAAACTTCAAAACTTGTCTCAGTTCG 
GATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACGCGTAAGCGAGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGT 
AGGAGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACTGAAGAGTTTGATCATGGCTCAG 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGATAGCTTGCTATCAGGCGTCGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTG 
CCTAGTAGTGGGGGACAACATGTGGAAACGCATGCTAATACCGCATACGCCTACGGGGGAAAGGAGGGGATCTTCGGACCTTTCGCTATTAGATGAGCCTGCGTG 
AGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGGAGTCAGG 
AAGGGTATGCCGTTAATACCGGTATATTTTGACGTTAACTCCAGAAGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTCGGATGTGAAATCCCAGGGCTCAACCTTGGAATTGCACCCGATACTGGCAGGCTAGAGTACG 
GTAGAGGGGTGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGACACCCTGGACCGATACTGACACTGAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGGATTTATTTCNTTAGTGGCGCACGTAACGCGAT 
AAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGA 
ACCTTACCTACTCTTGACATCCAGTGAACTTTCCAGAGATGGATTGGTGCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGNGAAAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTATTTGCCAGCACTTCGGGTGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
CGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCGAACTTGCGAGAGTAAGCGAATCCCACAAAGTAC 
GTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCACGTCACACCATGGGAGTTGATTGCTCCAGAAGTAGCTAGCTTAACTTCGGGATTGCGGTTACACNGGAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNCAACTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATCCTAGCTTG 
CTAGGAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACTTGAGGAAACTCAAGCTAATACCGCATACGCCTACGGGG 
GAAAGCAGGGGCTCTTCGGACCTTGCGCTATCGGATGAGCTTATGTCGGATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGA 
GAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGC 
GTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAATGCTTGTCGGTTAATACCCGGCAAGGGAGACATCACTCGCAGAAGAAGCACCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGCTTGATAAGCCGGTTGTGAAAGCCC 
CGGGCTCAACCTGGGAACGGCATCCGGAACTGTTAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATA 
CCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGNTACCCTGGTAGTCCACGCCGTAAACGATGTC 
GACTAGCCGTTGGGGTCCTCGAGACCTTTGTGGCGCAGTTAACGCACTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATNAATTGACGGGG 


574900 Bacteria_16S 


amylolyticus strain NRRL NRS-290 16S ribosomal 
Bacillales; 


amylolyticus Bacteria; 
574900 Bacteria_16S 
strain ATCC 19812 16S 


574900 Bacteria_16S 
strain ATCC 25495 16S 


Streptomyces. 
574900 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
574900 Bacteria_16S 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
574900 Bacteria_16S 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
574900 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
574900 Bacteria_16S 
strain RL-34 16S 


574900 Bacteria_16S 


thiocyanatus strain THI 011 16S ribosomal RNA, 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
574900 Bacteria_16S 
strain DM-82 16S 


574900 Bacteria_16S 
extorquens strain 


Methylobacterium. 
574900 Bacteria_16S 
strain DSS12 16S 
Proteobacteria; 

574900 Bacteria_16S 
strain ATH 2.2.1 
Proteobacteria; 

574900 Bacteria_16S 


strain NZP 2213 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


574900 Bacteria_16S 


strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 39741 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae 


574900 Bacteria_16S 
strain gal 1261 1 


574900 Bacteria_16S 
strain CM2104 16S 


574900 Bacteria_16S 
strain ATCC 15466 
Proteobacteria; 
574900 Bacteria_16S 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partia 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 
Citricoccus. 


Micrococcaceae; 
574900 Bacteria_16S 


violaceinigra strain YIM 31327 16S ribosomal RNA, partial 
violaceinigra Bacteria; 


574900 Bacteria_16S 


parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 


ribosomal RNA, 


3904318 3904361 75 


Firmicutes; 
3919243 3919286 75 
ribosomal RNA, 


3920824 3920867 75 


ribosomal RNA, 


3922405 3922448 75 


3923985 3924028 75 


3925566 3925609 75 


3927146 3927189 75 


3928727 3928770 75 


3936153 3936196 75 


3937587 3937630 75 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteracea 


3939024 3939067 75 


TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


3950659 3950714 1 


3961274 3961317 75 


3967256 3967299 75 


3973133 3973176 75 


3980156 3980199 75 


4011553 4011596 75 


4037422 4037465 75 


4058420 4058463 75 


4059919 4059962 75 


Proteobacteria; 
4073455 4073577 4 


118 


118 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


118 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


118 


118 


118 


118 


118 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; S 
118 gi| 219846268 |ref 
partial sequence 


118 


118 


56 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


118 


16S ribosomal RNA, partial sequence 3960828 39622 
Betaproteobacteria; Burkholderiales; Rubrivivax. 


118 


complete sequence 3966839 39683 


118 


118 


6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


118 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


118 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Thiomonas. 


118 


118 


Betaproteobacteri 


118 


RNA, partial sequence 
Paenibac 


complete 


complete 


complete sequence 


219846292 |ref 


gi 


il 
2 


laceae; 
19846281 
39187 
Streptomycineae; 

gi| 219846280 
39203 


gi ref 


ref 


219846279 
sequenc 


gi ref 


219846278|ref 
lete sequence 


gi 
comp 


219846277 
complete 


gi ref 


219846276 
sequence 


gi ref 


gi| 219846275 
3928271 39298 


ref 


gi|219846267 
3937190 39385 


ref 


219846266 |ref 


gi 


Rhizobiales 
gi|219846258 
3950287 39517 
Shewanellaceae; 
gi|219846251|ref 


ref 


gi| 219846247 |ref 


219846243 |ref 


gi 


219846238 |ref 


gi 
Rhizo 
gi|219846215|ref 
4011119 40125 
In 
219846198 |ref 
40370 


gi 


219846181|ref 


gi 
Actinomyce 
219846180 

sequenc 


a; Burkholde 
219846170|ref 


gi ref 


gi 


Paen 


87 3920316 Strep 


67 3921897 Strep 
Streptomycineae; 


e 3921948 39234 
Actinomycetales; 


Actinomycetales; 


sequence 39251 


3926691 39282 
Actinomycetales; 


00 Streptomyces 
treptomycetaceae; 


3935756 39371 
Rhodobacterales; 


3938625 394003 


15 Mesorhizobium 


01 4038390 Thiomo 


1 sequence 4057969 40594 


e 4059499 40609 


NR_025882.1 
39038 

ibacillus. 

NR_025871.1 


NR_025870.1 


NR_025869.1 
7 


NR_025868.1 
392352 


NR_025867.1 
1 


NR_025866.1 
2 


NR_025865.1 


NR_025858.1 
3 


NR_025857.1 


e; Paracoccu 
NR_025856.1 


; Methylobac 
NR_025848.1 


Shewanella. 
NR_025841.1 


NR_025837.1 


Mesorhizobi 
NR_025833.1 


; Duganella. 
NR_025828.1 


bium/Agrobac 
NR_025805.1 


trasporangia 
NR_025788.1 


NR_025771.1 
4 
tales; Micro 
NR_025770.1 
3 
riales; Oxal 


3 


Paenibacillus 
4 3905341 Paenibacillus 


Streptomyces tendae 


tomyces tendae Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Streptomyces sampsonii 


tomyces sampsonii 
Streptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


Streptomyces. 
Paracoccus 
9 Paracoccus 


Rhodobacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Mesorhizobium loti 
loti Bacteria; 

um. 

Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Citricoccus 
8 Citricoccus 
coccineae; 


Duganella 
7 Duganella 
obacteraceae; Duganella. 


NR_025760.1 


Mycobacterium 


4073095 4074562 Mycobacterium 


parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


574900 Bacteria_16S 


strain 50-1 BON 1 
Firmicutes; 
Mahella. 


574900 Bacteria_16S 


strain 50-1 BON 1 
Firmicutes; 
Mahella. 


574900 Bacteria_16S 
2301083 16S ribosomal RNA, partial sequence 
Bacillales; 


sanguinis strain 


sanguinis Bacteria; 
574900 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


574900 Bacteria_16S 
strain A828 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
574900 Bacteria_16S 


strain CPJVR-H 16 


Actinobacteria; Actinoba 
574900 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


574900 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


574900 Bacteria_16S 
train Met 79 16S ribosomal RNA, partial 
Clostridia; 


nitratireducens s 
nitratireducens B 


574900 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


574900 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


574900 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


574900 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


574900 Bacteria_16S 


strain CA15-8 16S 


olivochromogenes 
olivochromogenes 
Streptomycetaceae 


574900 Bacteria_16S 


strain B7319 16S 


Clostridia; 


Clostridia; 


4076456 4076483 1 


4076552 4076579 91 


4082812 4082855 75 


Firmicutes; 
4105248 4105291 75 


lales; Paenibacillaceae; 
4108251 4108294 75 


4126510 4126553 75 


eria; 
4172726 4172753 91 


acteria; Firmicutes; 
4178734 4178789 1 


4189515 4189558 75 
s Bacteria; 


4192586 4192629 75 
16S ribosomal 
idetes; Bacteroidia; 
4194113 4194156 75 


etaproteobacteria; 
4198512 4198555 75 
KCTC 37 
a; Firmicutes; 
4199995 4200038 75 


4201478 4201521 75 


; Streptomyces. 
4202976 4203019 75 


Bacillales; 


ribosomal RNA, partial sequence 


28 


118 


6S ribosomal RNA, partial sequence 4076074 40 
Thermoanaerobacterales; 


S ribosomal RNA, partial sequence 


gi|219846168 


6S ribosomal RNA, partial sequence 4076074 40776 


Thermoanaerobacterales; Thermoanaerobacterales Family IV. 


gi|219846168 


776 
Thermoanaerobacterales Family IV. 


ref|NR_025758.1| Mahella australiensis 
04 Mahella australiensis Bacteria; 
Incertae Sedis; 


ref|NR_025758.1| Mahella australiensis 
04 Mahella australiensis Bacteria; 
Incertae Sedis; 


118 gi|219846164|ref|NR_025754.1| Paenibacillus 
4082348 4083822 Paenibacillus 
Paenibacillaceae; Paenibacillus. 
118 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
4104804 4106311 Paenibacillus lactis Bacteria; 
Paenibacillus. 
118 gi|219846146|ref|NR_025736.1| Bartonella chomelii 


Rhizobiales; 


118 


S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 


Proteobacteria; Alphaproteobacteria; 


118 


56 


118 


s strain K14 16S ribosomal RNA, partial 
Proteobacteria; 


118 


RNA, partial sequence 
Bacteroidales; 


118 


118 


118 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
574900 Bacteria_16S 


118 


118 


Actinobacteria; Actinobacteridae; Actinomycetales; 


574900 Bacteria_16S 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 


574900 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


574900 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


574900 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


4204524 4204567 75 


; Streptomyces. 

4212023 4212078 1 
bosomal RNA, 
lales; Bacillaceae; 
4212142 4212169 91 
bosomal RNA, 
lales; Bacillaceae; 
4218231 4218274 75 


ae; Actinomadura. 


574900 Bacteria_16S 


65608 65638 88 


118 


56 


complete sequence 
Geobacillus. 


118 


complete sequence 
Geobacillus. 


118 


118 


strain HKI0088 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 


4107869 41092 
Bartonellaceae; 


gi|219846132 
4126077 41275 


Streptomycineae; 


gi| 219846098 


gi| 219846094 


6S ribosomal RNA, partial sequence 4178357 41798 
Gammaproteobacteria; Alteromonadales; 
574900 Bacteria_16S 


gi| 219846083 


219846080 
41921 


gi 


gi|219846079 


6S ribosomal RNA, partial sequence 4193672 41950 
Burkholderiales; Alcaligenaceae; 


gi|219846076 


48 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


gi|219846075 
4199561 42010 


gi|219846074 


strain DSM 40451 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


gi|219846073 
4202580 42040 


Streptomycineae; 


gi| 219846072 


n VK-A60 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


gi|219846067 
4211641 42131 


gi|219846067 
4211641 42131 


gi|219846062 


in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


265679020 
66643 


gi 
65168 


Rhodobacterales; 


sequence 
Clostridiales; 


Shewanellaceae; 


sequence 
Betaproteobacteria; 


Bacteroidaceae; 


Paenibacillus. 


Actinomycetales; 


Actinomycetales; 


43 Bartonella chomelii Bacteria; 
Bartonella. 
ref|NR_025722.1| Streptomyces africanus 
64 Streptomyces africanus Bacteria; 
Streptomycetaceae; Streptomyces. 


4132638 4132665 91 118 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
lales; Bacillaceae; Halobacillus. 

4134116 4134159 75 118 gi|219846124|ref|NR_025714.1| Paracoccus 
in BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 


Rhodobacteraceae; 


Garciella 
8 Garciella 


ref|NR_025688.1 
4172278 417374 
Eubacteriaceae; Garciella. 
ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 
Shewanella. 
NR_025673.1| Schlegelella 
189049 4190565 Schlegelella 
Burkholderiales; Comamonadaceae; 


ref 


rs 


ref|NR_025670.1| Bacteroides capillosus 
39 4193621 Bacteroides capillosus 
Bacteroides. 
ref|NR_025669.1| Kerstersia gyiorum 
85 Kerstersia gyiorum Bacteria; 
Kerstersia. 
NR_025666.1 
198059 419951 


Paenibacillus 
0 Paenibacillus 


ref 


rs 


ref|NR_025665.1| Arthrobacter koreensis 
31 Arthrobacter koreensis Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_025664.1| Streptomyces 

4201082 4202529 Streptomyces 
Streptomycineae; 


ref|NR_025663.1 
27 Streptomyces 


Streptomyces aureus 
aureus Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_025662.1| Streptomyces 

4204078 4205565 Streptomyces 
etales; Streptomycineae; 


ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


ref|NR_025652.1| Actinomadura 
4217823 4219291 Actinomadura 
Streptosporangineae; 


ref |NR_029328.1| Bogoriella caseolytica 
Bogoriella caseolytica Bacteria; 


574900 Bacteria_16S 


strain IMMIB D-13 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Tsukamurella. 


574900 Bacteria_16S 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 
Firmicutes; 
574900 Bacteria_16S 


Bacteria; 


conspicuum strain 


103313 103438 1 118 gi 
21 16S ribosomal RNA, partial sequence 


104947 104973 92 118 gi 
Clostridia; Thermoanaerobacterale 
107824 107874 4 54 gi 


Ss; 


265678994 


10297 
Cory 


265678993 


10448 
Thermoa 


265678990 
3895/92 16S ribosomal RNA, partial sequence 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 109416 109446 88 118 gi| 265678989 


G33 16S ribosomal 
Actinobacteridae; 


574900 Bacteria_16S 


ureafaciens strai 


RNA, partial sequence 


108968 110448 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae 
574900 Bacteria_16S 


123249 123299 4 54 gi| 265678980 

strain CE40 16S ribosomal RNA, partial sequence 122905 12429 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
134010 134040 88 118 gi| 265678973 

n NC 16S ribosomal RNA, partial sequence 13354 

Micr 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Arthrobacter. 


574900 Bacteria_16S 


147469 147499 88 118 gi 


265678964 


aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


Kineosporiaceae; 


574900 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; 


strain KB740 16S 
Proteobacteria; 


574900 Bacteria_16S 


Clostridia; 
574900 Bacteria_16S 


Kineococcus. 

153554 153608 2 56 

ribosomal RNA, partial sequence 
Clostridiales; Clostridiaceae; 

156769 156799 88 118 gi 

ribosomal RNA, partial sequence 


gi 


188716 188770 2 56 gi 


Actinomyc 


265678960 
153188 15467 
Oxobacter. 
265678958 
156293 15781 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
265678937 


aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequenc 


aminovalericum Bacteria; 
574900 Bacteria_16S 


Firmicutes; Clostridia; 


219679 219705 92 118 gi 


Clostridiales; 
265678916 


Cc 


kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 


kaustophilus Bacteria; 
574900 Bacteria_16S 


Firmicutes; Bacillales; 


233156 233186 88 118 gi 


Bacillaceae; 


Geoba 


265678907 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 


sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Rhodobacter. 

574900 Bacteria_16S 245629 245659 88 118 gi| 265678898 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Rhodococcus. 

574900 Bacteria_16S 250249 250279 88 118 gi| 265678895 


strain Benl02 16S 


ribosomal RNA, partial sequence 


249819 25124 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


574900 Bacteria_16S 


strain F 628 16S 


296957 297007 4 54 
ribosomal RNA, partial sequence 


gi 


265678862 
296587 29794 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


574900 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


574900 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


574900 Bacteria_16S 


strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 


574900 Bacteria_16S 


strain MB312 16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


574900 Bacteria_16S 


304530 304556 92 118 

ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
330459 330485 92 118 gi 
ibosomal RNA, partial sequence 


gi 


351771 351801 88 118 
ribosomal RNA, partial sequence 


gi 


371085 371115 88 118 gi 


389362 389392 88 118 


gi 


acteria; Actinobacteridae; Actinomycetales; 


265678857 
304028 30558 


265678840 
329993 33159 


motogales; Thermotogaceae; Geotoga. 
333571 333621 4 54 gi| 265678838 
16S ribosomal RNA, partial sequence 33324 


Cory 


265678823 
351363 35277 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
574900 Bacteria_16S 


R 


265678807 
ain DN34 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


Rhod 


265678795 


ref|NR_029302.1| Tsukamurella pulmonis 
6 104435 Tsukamurella pulmonis 
nebacterineae; Tsukamurellaceae; 


ref|NR_029301.1| Thermoanaerobacter 
6 105949 Thermoanaerobacter wiegelii 
naerobacteraceae; Thermoanaerobacter. 
ref |NR_029298.1| Mycobacterium 

107522 108917 Mycobacterium 
tales; Corynebacterineae; 
ref|NR_029297.1| Kocuria varians strain 


ia varians Bacteria; Actinobacteria; 
; Kocuria. 
ref |NR_029288.1| Cellulomonas hominis 
8 Cellulomonas hominis Bacteria; 

; Cellulomonadaceae; Cellulomonas. 
ref|NR_029281.1] Arthrobacter 

6 135015 Arthrobacter ureafaciens 


ococcineae; Micrococcaceae; 
ref|NR_029272.1| Kineococcus 
147044 148460 Kineococcus 


etales; Kineosporiineae; 


ref |NR_029268.1| Oxobacter pfennigii 
7 Oxobacter pfennigii Bacteria; 


ref|NR_029266.1| Azoarcus evansii 
8 Azoarcus evansii Bacteria; 


; Azoarcus. 

ref |NR_029245.1| Clostridium 

e 188349 189802 Clostridium 

lostridiaceae; Clostridium. 

ref|NR_029224.1| Geobacillus 
219184 220608 Geobacillus 

cillus. 

ref|NR_029215.1] Rhodobacter 
232719 234184 Rhodobacter 


acterales; Rhodobacteraceae; 
ref|NR_029206.1] Rhodococcus 
245166 246646 Rhodococcus 


etales; Corynebacterineae; Nocardiaceae; 


ref|NR_029203.1| Amaricoccus veronensis 
9 Amaricoccus veronensis Bacteria; 
aceae; Amaricoccus. 

ref|NR_029168.1| Mycobacterium terrae 

9 Mycobacterium terrae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_029163.1| Thermotoga maritima 

9 Thermotoga maritima Bacteria; 


ref|NR_029145.1| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


ref |NR_029143.1| Mycobacterium celatum 
5 334704 Mycobacterium celatum 
nebacterineae; Mycobacteriaceae; 


ref|NR_029128.1| Rhodobium orientis 
0 Rhodobium orientis Bacteria; 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonospora 


ceae; Myceligenerans. 


hodobium. 

ref|NR_029112.1| Pseudovibrio 
370665 372098 Pseudovibrio 

obacterales; Rhodobacteraceae; 

ref|NR_029100.1| Myceligenerans 


388894 390431 Myceligenerans 


574900 Bacteria_16S 392555 392581 92 118 gi|265678793|ref|NR_029098.1| Paenibacillus 


massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

574900 Bacteria_16S 393956 394010 2 56 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

574900 Bacteria_16S 398470 398595 1 118 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 


neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
574900 Bacteria_16S 421795 421825 88 118 gi| 265678773 |ref|NR_029078.1| Yaniella halotolerans 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

574900 Bacteria_16S 427953 428003 4 54 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
574900 Bacteria_16S 464843 464873 88 118 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

574900 Bacteria_16S 478442 478492 4 54 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


574900 Bacteria_16S 489401 489431 88 218 gi| 265678725 |ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

574900 Bacteria_16S 504836 504862 92 118 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 


strain DV1140 16S ribosomal RNA, partial sequence 504361 505871 Thermosipho atlanticus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 
574900 Bacteria_16S 524555 524585 88 118 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
574900 Bacteria_16S 530572 530622 4 54 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 


574900 Bacteria_16S 568851 568881 88 118 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
574900 Bacteria_16S 573258 573308 4 54 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 


tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
574900 Bacteria_16S 579158 579208 4 54 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
574900 Bacteria_16S 579246 579276 88 118 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
574900 Bacteria_16S 617173 617223 4 54 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
574900 Bacteria_16S 629306 629336 88 118 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

574900 Bacteria_16S 670200 670226 92 118 gi|265678602|ref|NR_028907.1| Marinitoga camini 
strain MV1075 16S ribosomal RNA, partial sequence 669757 671225 Marinitoga camini Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 


574900 Bacteria_16S 676278 676324 1 47 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

574900 Bacteria_16S 701974 702000 92 118 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

574900 Bacteria_16S 712156 712206 4 54 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


574900 Bacteria_16S 713715 713765 4 54 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

574900 Bacteria_16S 718535 718561 92 118 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

574900 Bacteria_16S 742971 743001 88 118 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

574900 Bacteria_16S 797111 797137 92 118 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

574900 Bacteria_16S 851868 851898 88 118 gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

574900 Bacteria_16S 874626 874656 88 118 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

574900 Bacteria_16S 880492 880617 1 118 gi|265678458|ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 

574900 Bacteria_16S 905043 905069 92 118 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

574900 Bacteria_16S 909589 909643 2 56 gi|265678438|ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 935945 935999 2 56 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

574900 Bacteria_16S 957752 957778 92 118 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

574900 Bacteria_16S 959289 959315 92 118 gi|265678405|ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 993118 993144 92 118 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

574900 Bacteria_16S 1034238 1034264 92 118 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

574900 Bacteria_16S 1038683 1038808 1 118 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

574900 Bacteria_16S 1040192 1040317 1 118 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

574900 Bacteria_16S 1041730 1041855 1 118 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

574900 Bacteria_16S 1043290 1043415 1 118 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

574900 Bacteria_16S 1044846 1044971 1 118 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

574900 Bacteria_16S 1046535 1046561 92 118 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

574900 Bacteria_16S 1052422 1052547 1 118 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
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ria; Firmicutes; Bacillales; Bacillace 
1803835 1803861 92 118 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1848214 1848244 88 118 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 
1851253 1851283 88 118 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 


qu 
in 


Ss 
ae 
Ss 
e; 
2 
1 
A 


gi 


Rh 


574900 Bacteria_16S 


219846365 
Bacteria; 
219857435 
1526835 15282 


219857434 
1528339 15297 


219857414 
6S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; 
219857377 
Actinomyc 
219856868 
16S ribosomal RNA, partial sequence 1573526 15750 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


574900 Bacteria_16S 219878459 


219878444 
6S ribosomal RNA, partial sequence 1646706 16481 


219878443 
somal RNA, partial sequence 1648203 1649649 Stell 


219878415 
1687712 16892 


219878404 
1704738 17061 


219878401 


219878401 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 


219878357 


219878342 


219878333 


19878303 


219878301 
1850849 18521 


mal RNA, 


aerobact 


osporang 


osporang 


osporang 


sequence 


nocardin 


equence 
tinomyce 


etobacte 


Stella. 


oleophil 


17093 


es; Cory 


17093 


es; Cory 


bacterin 


ence 
omycetal 


equence 
Virgib 


’ 


equence 
Virgiba 


re 


Fi 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 
12 


re 
12 


re 


re 


es; 


re 


re 


sequence 
ctinomyc 


odospiri 


1858569 1858619 4 54 gi 


219878295 


re 


re 


re 


par 
er. 


88 Actinomadura 
inea 


13 Actinomadura 


inea 


etal 


tale 


a hu 


neba 


neba 


13 Mycobacterium 
eae; 


acil 


cill 


etal 


£|NR_025956.1 
tial sequenc 
rmicutes; 


£|NR_025023.1 


e; Thermomon 


£|NR_025022.1 


e; Thermomon 


£|NR_025002.1 


e; Thermomon 
£|NR_024965.1 
1537426 153893 
es; Pseudono 
£|NR_024687.1 
Actinosynne 
£|NR_025598.1 
1625384 162685 
s; Micrococc 
£|NR_025583.1 
ae; Stella. 
NR_025582.1 
mosa Bacteri 


£ 


£|NR_025554.1 


£|NR_025543.1 
e; Thermoleo 
£|NR_025540.1 
1710793 Coryne 
cterineae; C 


£|NR_025540.1 
1710793 Coryne 
cterineae; C 


£|NR_025528.1 
Mycobacteri 
£|NR_025496.1 
1770072 177148 
Corynebacter 


£|NR_025481.1 
1789570 179108 
lus. 
£|NR_025472.1 
1803341 180486 
us. 
£|NR_025442.1 
1847763 184924 
es; Actinomy 


£|NR_025440.1 


eae; Roseosp 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 
inea 


osporaceae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 
Saccharothrix 
5 Saccharothrix 


cardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
eae; 


mataceae; Umezawaea. 
Arsenicicoccus 

0 Arsenicicoccus 

ineae; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 
race 


Stella humosa strain 
a; Proteobacteria; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
acea 


philum. 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 
Corynebacterium 
6 Corynebacterium 
ineae; 


Virgibacillus 
7 Virgibacillus 


Virgibacillus 
2 Virgibacillus 


Arcanobacterium 
8 Arcanobacterium 


cineae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
llac 


Lea, 


£|NR_025434.1 


Corynebacterium 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


574900 Bacteria_ 


strain 3S-1 16S r 
Bacil 


Firmicutes; 
574900 Bacteria_ 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


574900 Bacteria_ 


marimammalium str 
marimammalium Bac 


Actinomycetaceae; 
574900 Bacteria_ 
strain DSM 13256, 
Thermotogae; 
574900 Bacteria_ 


radicidentis stra 
radicidentis Bact 


Actinomycetaceae; 
574900 Bacteria_ 
strain ET-5b 16S 
Firmicutes; 
574900 Bacteria_ 


doebereinerae str 
doebereinerae Bac 


Azospirillum. 


574900 Bacteria_16S 
anilini strain An 
Proteob 
574900 Bacteria_16S 


Bacteria; 


variabile strain 


variabile Bacteri 
Corynebacteriacea 
574900 Bacteria_16S 


strain LMG 12370 
Firmicutes; 


Mycobacteriaceae; 


574900 Bacteria_16S 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae 


Propionibacteriac 


574900 Bacteria_16S 


Ther 


Bacil 


Bacil 
574900 Bacteria_16S 
elephantis strain 
elephantis Bacter 


16S 1870933 1870959 92 118 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 

16S 1900234 1900264 88 118 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 
16S 1910324 1910354 88 118 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
16S 1916410 1916436 92 118 gi 
16S ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 
16S 1931723 1931773 4 54 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

16S 1968240 1968266 92 118 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
16S 1969624 1969654 88 118 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


gi 


e; 


v 


gi 


1978708 1978762 2 56 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2030637 2030667 88 118 gi 
DSM 20132 16S ribosomal RNA, partial s 


e; Corynebacterium. 


2038285 2038311 92 118 gi 
lales; Bacillaceae; Virgibacillus. 
2052246 2052296 4 54 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


2079815 2079845 88 


118 gi 


Ss 
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eae; Propionimicrobium. 
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ne 


219878287 
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Ac 
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219878240 
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219878216 
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16S ribosomal RNA, partial sequence 2037802 20 
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Ac 
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219857660 
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574900 Bacteria_16S 
africanum strain ATCC 25 
africanum Bacteria; Acti 


, 
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6S ribosomal RNA, partial seque 
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ribosomal RNA, partial 
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574900 Bacteria_16S 
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scrofulaceum Bact 


Mycobacteriaceae; 


574900 Bacteria_16S 
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Bacteria; Actinob 
Mycobacterium; My 


574900 Bacteria_16S 
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Actinobacteria; Actinoba 
574900 Bacteria_16S 


strain ATCC 927 1 


Actinobacteria; Actinoba 
574900 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


574900 Bacteria_16S 


strain NRCM 00-25 


Mycobacterium; Mycobacterium tubercul 
2129872 2129922 4 54 gi 
in ATCC 19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
2134391 2134441 4 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2135920 2135970 4 54 gi 
16S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
2164583 2164633 4 54 gi 
6S ribo 


os 


al 


, 
54 gi 


al 
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cteridae; Actinomycetales; Cory 
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ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
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e; 
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ND 
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1969231 19705 
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74 2137022 Mycob 
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NR_025355.1 


nus. 
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3 
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NR_025348.1 
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7 
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NR_025249.1 
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7 
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NR_025237.1 


e 2129523 213098 
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NR_025234.1 


40 2135523 Mycoba 


cterineae; M 


NR_025233.1 
a 

Mycobacteri 
NR_025214.1 


Mycobacteri 
NR_025200.1 
7 
fo} 


ales; Actin 


NR_025175.1 


fo} 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Thermosipho geolei 
sipho geolei Bacteria; 


Actinomyces 
0 Actinomyces 


mycineae; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 
mica 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Corynebacterium 

0 Corynebacterium 

erineae; 


Virgibacillus proomii 
proomii Bacteria; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Actinomyces 

7 Actinomyces 

mycineae; 


Mycobacterium lacus 


22172792 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


574900 Bacteria_16S 2223587 2223633 1 47 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

574900 Bacteria_16S 2235862 2235908 1 47 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

574900 Bacteria_16S 2266627 2266653 92 118 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


574900 Bacteria_16S 2310442 2310492 4 54 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

574900 Bacteria_16S 2312080 2312106 92 118 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

574900 Bacteria_16S 2327160 2327210 4 54 gi|219857511 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
574900 Bacteria_16S 2383086 23832111 118 gi|219857471 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 23827 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
574900 Bacteria_16S 2387767 2387793 92 118 gi| 219857468 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 23873 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
574900 Bacteria_16S 2437863 2437988 1 118 gi| 219857429 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
574900 Bacteria_16S 2450168 2450194 92 118 gi| 219857419 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 24511 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 
219857418 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025056.1 
07 2388807 Thermo 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Thermoanaerobacter 
anaerobacter yonseiensis 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_025017.1| Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


574900 Bacteria_16S 2451718 2451744 92 118 gi ref|NR_025006.1| Seinonella 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

574900 Bacteria_16S 2454775 2454805 88 118 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

574900 Bacteria_16S 2496651 2496776 1 118 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

574900 Bacteria_16S 2499829 2499859 88 118 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

574900 Bacteria_16S 2598560 2598586 91 117 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 


strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

574900 Bacteria_16S 2626257 2626287 88 118 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

574900 Bacteria_16S 2655021 2655071 4 54 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

574900 Bacteria_16S 2655114 2655144 88 i183 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

574900 Bacteria_16S 2667016 2667046 88 118 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

574900 Bacteria_16S 2668531 2668561 88 118 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

574900 Bacteria_16S 2679194 2679220 92 118 gi|219857203|ref|NR_024831.1| Lentibacillus 


juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 


juripiscarius Bac 


teria; Firmicutes; Bacillales; Bacillace 


ae; Lent 


2678696 268021 
ibacillus. 


9 Lentibacillus 


574900 Bacteria_16S 
floricola strain 
Bacteria; 
574900 Bacteria_16S 
strain K97-0003 1 


574900 Bacteria_16S 


strain Al-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


574900 Bacteria_16S 
strain DSM 5069 1 
Bacteria; 
574900 Bacteria_16S 


strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


574900 Bacteria_16S 
strain JCM 3166 1 


Planobispora. 
574900 Bacteria_16S 


strain IHB1 16S ribosomal RNA, partial sequence 


Thermotogae; 
574900 Bacteria_16S 


naganoensis strain ATCC53909 16S ribosomal RNA, partial 
naganoensis Bacteria; 


574900 Bacteria_16S 


b 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
574900 Bacteria_16S 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
574900 Bacteria_16S 


Thermotogae; 


2695436 2695466 88 


2724105 2724155 4 


2747997 2748027 88 


2790243 2790269 92 


Thermotogales; 


2814210 2814240 88 


2820263 2820293 88 


2827844 2827870 92 
2874137 2874163 92 
Firmicutes; 


2937977 2938007 88 


Actinoalloteichus. 
2980390 2980440 4 


2983580 2983606 92 


Bacillales; 


118 


S-877 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


54 


6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


118 


118 


6S ribosomal RNA, partial sequence 2789778 27 
Thermotogaceae; 


118 


118 


6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


118 


Thermotogales; Thermotogaceae; Thermosipho. 


118 


118 


54 


118 


strain JaH 16S ribosomal RNA, partial sequence 


Firmicutes; 
574900 Bacteria_16S 


wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
574900 Bacteria_16S 
strain IFO 15059 


574900 Bacteria_16S 


larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; 


Bacillales; 


Bacillaceae; 
2986500 2986625 1 


2988025 2988075 4 


2994140 2994170 88 


Bacillus. 


118 


54 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


118 


Rhizobium/Agrobacterium group; Agrobacterium. 


574900 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
574900 Bacteria_16S 


strain ORS 992 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


574900 Bacteria_16S 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; 


Thermoanaerobacter. 
574900 Bacteria_16S 


strain TA68 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


574900 Bacteria_16S 
strain DSM 12081 
Proteobacteria; 

574900 Bacteria_16S 


riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 


riegelii Bacteria; 
Corynebacteriaceae; 
574900 Bacteria_16S 


16S ribosomal RNA, 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


3019830 3019880 4 


Deinococci; Thermales; 
3075900 3075930 88 


3083643 3083669 92 
Firmicutes; 


3092480 3092510 88 


3113520 3113550 88 


3119564 3119614 4 


Corynebacterium. 
3119652 3119682 88 


Clostridia; 


54 


ribosomal RNA, partial sequence 
Thermaceae; 


118 


118 


118 


118 


complete sequence 


54 


118 


Pullulani 


219857191 
26950 


gi 


gi| 219857172 


gi|219857155 
2747544 27488 


219857123 
912 
Thermotoga. 
gi|219857107 
2813767 28152 


gi 


gi| 219856910 
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GCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCGTGCGGAACTTCCCAGAGATGGATTGGTGCCTTCGG 
GAGCGCACAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCG 
GTCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCTTACGGGTAGGGCTACACACGTGCTACAATGGCC 
GGTACAATGGGTTGCAAAGCGGCGACGTGGAGCTAATCTCATAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTA 
ATCGTGCATCNGAATGGCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCACGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACTTCGGA 
GGGCGAGTCACACGGAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAATTGAAGGGTTTGATTCTGGCTCAGAATGAACGTT 
GGCGGCATGGATTAGGCATGCAAGTCCGCGCGATAACTGAGAGCTCGAGGGGACAGCGGCGAAAGGGAGAGTAACAGGTGGTTTATCTACCCTCGGGTTTGGGAT 
AGCGTCGGGAAACTGGCGGTAATACCAAATGACATCTACGGATACGGATCAAAGTTCCGGCGCCCGGGGATGAGACTGCTCACTATTAGCTTGTTGGTGGGGTAA 
TGGCCTACCAAGGCGACGATGGTTAGCGGGCGTGAGAGCGTGGCCCGTCTCACTGGGACTGAGATACTGCCCAGACACCTACGGGTGGCTGCAGTCGAGTCTTTG 
GCAATGGGCGCAACGTGACCAAGCGATGCCGCGTGCGGATTAAGGCCTTCGGGTTGTAAACCGCTGTCAGAGGGGAAGAAATTTTGACTGATCCTCAGAGGAAGG 
ACGGGCTAAGTTCGTGCCAGCAGCCGCGGTAAGACGAACCGTCGGAACGTTATTCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGCCCTACAAGTCAGGTGTG 
AAATCCCACGGCTCAACCGTGGAACTGCGCTTGAAACTGAGGGCTTGAGGGAGATAGGGGTGAGCGGAACTGATGGTGGAGCGGTGAAATGCGTTGATATCATCA 
GGAACACCGGCGGCGAAGGCGGCTCACTGGGTCTCTACTGACGCTGAGGCACGAAAGC TAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTAGCTGTAAAC 
GATGAGCACTGGATCGAGGGGACTCCCACATCTTCTCGGTCGTAGCGAAAGTGTTAAGTGCTCCGCCTGGGGAGTATGGTCGCAAGGCTGAAACTCAAAGAAATT 
GACGGGGGCTCACACAAGCGGTGGAGGATGTGGCTTAATTCGAGGCTACGCGAAGAACCTTATCCTAGTCTTGACATGTTTAAGAATCTCCCTGAAAGGGGAGAG 
TGCTCTTCGGAGAGCTTTTCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTCGGGTTAAGTCCCTTAACGAGCGAAACCCCTATCTCTAGTTGC 
CAGCGGTAATGTCGGGGACTCTAGAGAGACTGCCGGTGTGAAACCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCTTTATGACTAGGGCTGCACACGTG 
CTACAATGGTGCGAACAAAGGGACGCAAACTCGCGAGAGTAAGCAAATCCCAGAAAACGCCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAA 
TCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATATGTTCCTGAGCCTTGTACACACCGCCCGTCAAGCCACGAAAGTGGGGTGCACGCGAAGTCGCTAAGCT 
AACTCGCAAGAGAGGCAGGCGCCGAACGTGAACTCCGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTCTNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGAATGAACGTTGGCGGCATGGATTAGGCATGCAAGTCGAGG 
GAGAACCCGCAAGGGGACACCGGCGAACGGGGTAGGAATACATAGGTAACGTACCCTCAGGACGGGGATAGCCAAGGGAAACTTTGGGTAATACCCGATGTGATG 
TCAGGATGTGAATGCCTGCCATCAAAGGTGAGATTCCACCTGAGGAGCGGCTTATGCATCATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCTGCGATGATT 
AGGGGGTGTGAGAGCATGGCCCCCACCACTGGCACTGAGACACTGGCCAGACACCTACGGGTGGCTGCAGTCGAGAATCTTCGGCAATGGGCGAAAGCCTGACCG 
AGCGATGCCGCGTGCGGGATGAAGGCCTTCGGGTTGTAAACCGCTGTCGGAGGGGATGAAGTGTATGGGAGCAATCTCCTGTATTTGACAGAGCCTCGGAGGAAG 
CACGGGCTAAGTTCGTGCCAGCAGCCGCGGTAATACGAACTGTGCAAACGTTATTCGGAATCACTGGGCTTACAGGGTGCGTAGGCGGCATTTTAAGTCAGGTGT 
GAAATCCCCCGGCTCAACCGGGGAACTGCGCCTGAGACTGGATTGCTCGAGTGAGGCAGGGGTGTACGGAACTTCCGGTGGAGCGGTGAAATGTGTAGATATCGG 
AAGGAACGCCAGCAGCGAAAGCGGTACACTGGGCCTTGTCTGACGCTGAGGCACGAAAGCCAGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAA 
ACAATGAGCACTGGGGGAGGGACGGGTCACCGTTCTTTCCCGTAGCGAAAGCGTTAAGTGCTCCGCCTGGGGAGTATGGTCGCAAGGCTGAAACTCAAAGGAATT 
GACGGGGGCTCACACAAGCGGTGGAGCATGTGGCTTAATTCGAGGCAACGCGAAGAACCTTATCCTAGACTTGACATGGTGGGATTAGTTGGCTGAAAGGTCAAT 
GACGCCTTCGGGTGGAACCATCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTCGCGTTAAGTCGCTAAACGAGCGAAACCCCTGTTCTTAGTT 
GCCAACACGTCATGGTGGGGACTCTAAGAAGACCGCCGGCGTCAAGCCGGAGGAAGGCGGGGATGACGTCAGTCCTCATGGCCTTTATGTCTAGGGCTGCACACG 
TGCTACAATGGGATGTACAGAGGGACGCCAAGCTGCGAAGCCGAGCAAACCCCAAAAAGCATCCCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCC 
GGAATCGCTAGTAATCGCCGGTCAGCAATACGGCGGTGAATGTGTTCCTGAGCCTTGTACACACCGCCCGTCAAGCCACGAAAGCGGGGGGCGCCTAAAGACACT 
TGTCTAACCGTAAGGAGGACGGTGTTTAGGGCGAAACTCGTGATTGGGACTAAGTNGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTCTN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTCGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCG 
GACCAAATCGGAGCTTGCTCTGATTTGGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGCAAGACCGGGATAACTCCGGGAAACCGGAGCTAATA 
CCGGATAACACCGAAGACCGCATGGTCTTTGGTTGAAAGGCGGCTTTGGCTGTCACTTGCGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCA 
CCAAGGCGACGATGCGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAAT 
GGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGNGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTGAGGGACGAAGGAGCGCCGTTCGAAGAGGGCGGCGCGG 
TGACGGTACCTCANGAGNAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTANGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAG 
GCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGGAGAGGAGAGCGGAATTCCACGTGTAGC 
GGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTCACACCCTTTAGTGCTGCANTAACGCGATAAGCACTCCGCCTGGGGAGTACGGCCGC 
AAGGCTGAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGAC 
AACCCAAGAGATTGGGCGTTCTTCGGGGGGACAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGCCTCTAGTTGCCAGCACGAAGGTGGGCACTCTAGAGGGACTGCCGGCGACAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGA 
CCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACT 
CGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGCTTGCAA 
CACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAA 
AGGCCTCTTCGGAGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATG 
ACCACGGAACGCATGTTTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGT 
AGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTNCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGC 
AGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCNGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACCGGGGGCTTAA 
CCCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCG 
AAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCNGTAAACGGTGGGTACTAGGTG 
TGGGTTTCCTTCCTTGGAATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGNCCGCA 
CAAGCGGCGGAGCATGTGGATTAATTCGATGCGACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCTGTG 
TGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGA 
CTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGAGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCAGTACAA 
AGGGCTGCGATGCCGTAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCTTTTGGAGGG 
AGCTGTCGAAGGTGGGATCGGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAATTGAAGAGTTTGATCATGGCGCAGATTGA 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTAACTGGAACTTGGGAACGATAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGA 
AATTGCCCTGATGTGGGGGATAACCACTTGGAAACGATGGCTAATACCGCATAATGCTACGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCC 
TAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGAC 
TCCTAGAGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTC 
GTGAGGAAGGTAGTGTAGTTAATAGCTGCATTATTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGC 
GTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGCAGACTAG 
AGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCA 
GATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTA 
ACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAGGCAA 
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Thermotogaceae; 


Thermotogae; Thermotogales; 
574900 Bacteria_16S 
strain DSM 20550 


3455550 3455600 4 


574900 Bacteria_16S 
strain DSM 43205 


3472267 34723921 


16S ribosomal RNA, partial sequence 3471913 34733 


Actinobacteria; Actinobacteridae; Actinomycetales; 


118 gi| 219846609 |ref 


Thermotoga. 


54 gi| 219846606 |ref 


16S ribosomal RNA, partial sequence 3455187 3456668 A 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


118 gi| 219846594 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


574900 Bacteria_16S 
strain DSM 44070 


3495102 3495132 88 
16S ribosomal RNA, 


Thermocrispum. 
574900 Bacteria_16S 3523890 3523920 88 118 gi|219846560|ref|NR_026152.1 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 352488 


gregorii Bacteria; 
Pseudonocardiaceae; 
574900 Bacteria_16S 


Saccharopolyspora. 
3539189 3539215 92 


strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 35402 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
574900 Bacteria_16S 3540761 3540787 92 
strain DSM 8720 16S ribosomal RNA, 
Firmicutes; Bacillales; 
574900 Bacteria_16S 


Bacillaceae; 
3556199 3556229 88 


strain 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


574900 Bacteria_16S 3571206 3571256 4 


strain 234/92 16S ribosomal RNA, partial sequence 
Bifidobacteriales; 


Actinobacteria; Actinobacteridae; 


574900 Bacteria_16S 3571312 3571342 88 


strain 234/92 16S ribosomal RNA, partial sequence 
Bifidobacteriales; 


Actinobacteria; Actinobacteridae; 
574900 Bacteria_16S 
aggregatus strain 


3578769 3578799 88 


574900 Bacteria_16S 3595609 3595663 2 


strain 743A 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
574900 Bacteria_16S 
hiberniae strain 


Clostridiales; 
3607844 3607894 4 


Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 3622560 3622610 4 


subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


complete sequence 3540266 35417 
Bacillus. 


IFAM 1003 16S ribosomal RNA, partial 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; 


ATCC 9874 16S ribosomal RNA, partial sequence 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Act 


118 219846579 |ref 


3494639 3 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


118 gi|219846550|ref 


118 gi| 219846549 |ref 


118 gi|219846538|ref 


54 gi|219846528|ref 
Turicella. 
118 gi|219846528|ref 


Turicella. 
gi|219846523 
sequence 


118 ref 


56 gi| 219846511 |ref 


Clostridium. 


54 219846500 


gi 


54 gi|219846490|ref 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


15 Bacillus 


87 Bacillus 


3555718 3557247 Zoogloea 
Zoogloea. 


3578376 357978 
Rhizobiales; 


3607525 360892 
inomycetales; 


NR_026216.1 


NR_026215.1 


NR_026215.1 


NR_026213.1 


NR_026213.1 


NR_026212.1 


NR_026201.1 
NR_026198.1 
rthrobacter 


NR_026186.1 


NR_026171.1 


Pseudonocar 


NR_026142.1 


NR_026141.1 


NR_026130.1 


NR_026120.1 


NR_026120.1 


NR_026115.1 


Bradyrhizo 
NR_026103.1 


NR_026092.1 


Corynebact 


Corynebacterium 


429781 3431124 Corynebacterium 
Corynebacterineae; 


Corynebacterium 


431175 3432575 Corynebacterium 
Corynebacterineae; 


Corynebacterium 


431175 3432575 Corynebacterium 
Corynebacterineae; 


Corynebacterium 


433942 Corynebacterium xerosis 
Corynebacterineae; Corynebacteriaceae; 


Corynebacterium 


433942 Corynebacterium xerosis 
Corynebacterineae; Corynebacteriaceae; 


Corynebacterium 


433993 3435373 Corynebacterium 
Corynebacterineae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Arthrobacter agilis 


agilis Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Thermocrispum agreste 


496156 Thermocrispum agreste 
Pseudonocardineae; Pseudonocardiaceae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Zoogloea ramigera 


ramigera Bacteria; 


Turicella otitidis 


3570843 3572303 Turicella otitidis Bacteria; 


Turicella otitidis 


3570843 3572303 Turicella otitidis Bacteria; 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Clostridium populeti 


3595254 3596742 Clostridium populeti Bacteria; 
Clostridiaceae; 


Mycobacterium 
0 Mycobacterium 
erineae; 


NR_026082.1 
362222 


Mycobacterium avium 
1 3623683 Mycobacterium 


avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 


574900 Bacteria_16S 


strain ATCC 35799 


Bacteria; Actinob 


Mycobacterium. 


574900 Bacteria_16S 


strain ATCC 43910 


Bacteria; Actinob 


Mycobacterium. 


574900 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 
574900 Bacteria_16S 


bohemicum strain 


bohemicum Bacteri 


Mycobacteriaceae; 


574900 Bacteria_16S 


strain IFO 14525 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


574900 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


574900 Bacteria_16S 


strain YT-1 16S r 


Deinococcus-Thermus; 
574900 Bacteria_16S 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 38807 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramato 
574900 Bacteria_16S 3881239 3881265 92 118 gi| 219846308 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacte 
Thermoanaerobacter. 

574900 Bacteria_16S 3882811 3882837 92 118 gi| 219846307 


brockii subsp. fi 
Thermoanaerobacte 
strain OCh 254 16 


sulfidophilum str 
Bacteria; 


Thermoanaerobacter brockii subsp. finnii Bacteria; 
rales; Thermoanaerobacteraceae; Thermoanaerobact 
574900 Bacteria_16S 3899776 3899806 88 118 gi|219846295 
S ribosomal RNA, partial sequence 3899350 39007 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
574900 Bacteria_16S 3953809 3953839 88 118 gi|219846256 
ain W4 16S ribosomal RNA, partial sequence 39533 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
3955248 3955278 88 118 gi| 219846255 


574900 Bacteria_16S 


strain MB-G2 16S 


3625606 3625656 4 54 gi 
16S ribosomal RNA, complete sequence 


3636363 3636413 4 54 gi 
16S ribosomal RNA, partial sequence 


3642545 3642591 1 47 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3663944 3663994 4 54 gi 
DSM 44277 16S ribosomal RNA, partial s 


v 


Mycobacterium. 


3737571 3737601 88 118 gi 
Stre 
3767304 3767350 1 47 gi 
SEBR 2840 16S ribosomal RNA, partial 


ia; Proteobacteria; Deltaproteobacteri 


3778060 3778086 92 18 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
3878030 3878080 4 54 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3879575 3879629 2 56 gi 


gi 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


574900 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


574900 Bacteria_16S 


strain HY-35-12 1 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
574900 Bacteria_16S 4053898 4053928 88 118 gi|219846184 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 40549 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
574900 Bacteria_16S 4062836 4062886 4 54 gi|219846177 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequen 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Mycobacteriaceae; Mycobacterium. 

574900 Bacteria_16S 4074941 4075066 1 118 gi|219846169 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
574900 Bacteria_16S 4125037 4125067 88 118 gi| 219846133 


KMM 3905 16S ribo 
Actinobacteridae; 


574900 Bacteria_16S 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


3977506 3977536 88 118 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


, 


4025044 4025098 2 56 gi 


Actinomycetales; Micrococcineae; Micr 
4209086 4209112 92 118 gi 


tes; Bacillales; Bacillaceae; Lentibac 


acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 


3777587 37790 


3877677 38791 


nnii strain AKo-1 16S ribosomal RNA, p 


3954838 39562 


6S ribosomal RNA, partial sequence 4024698 40261 


somal RNA, partial sequence 4124587 4126026 Kocur 


219846488 
36252 


ales; Cory 


219846481 
36360 


ales; Cory 


219846477 
sequence 
Actinomyc 


219846462 
equence 
inomycet 


219846409 

ptosporang 
219846386 

sequence 


a; Desulfo 


219846378 


219846310 


Thermus. 
219846309 


artial seq 


hodobacter 
219846240 
quence 
Rhodospir 


219846206 


ococcaceae 


Firmicutes; 


ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; 


ref|NR_026073.1 
02 3637503 Mycoba 
nebacterineae; 


ref|NR_026069.1 
3642181 364366 
etales; Strepto 


NR_026054.1 
3663577 366509 
ales; Corynebact 


ref|NR_026000.1 
ineae; Streptosp 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


ref|NR_025969.1 


ref|NR_025900.1 


ref|NR_025899.1 
ry 
ref|NR_025898.1 

3880766 388228 
rales; Thermoana 


ref 
uenc 


NR_025897.1 
e 388233 


er. 
ref|NR_025885.1 
aceae; Roseibiu 
ref |NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 
ref|NR_025845.1 
aceae; Rhodovulu 
ref|NR_025830.1 

3977072 397838 
illales; Rhodosp 


ref|NR_025796.1 
m. 
ref|NR_025774.1 
29 Serinicoccus 
; Intrasporangia 
ref|NR_025767.1 
ce 4062487 406399 
etales; Coryneba 
ref|NR_025759.1 
eae; Nocardiacea 
ref|NR_025723.1 
ia marina Bacter 
; Kocuria. 


219846069 


illus. 


M 


M 


Clostridia; 


Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Kitasatospora 
2 Kitasatospora 


mycineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Desulfovibrio 

7 Desulfovibrio 

ulfovibrionaceae; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 
8 3883860 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
m. 


Rhodovulum 

ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Rhodospirillum 

6 Rhodospirillum 

irillaceae; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Mycobacterium 

2 Mycobacterium 
cterineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Kocuria marina strain 
ia; Actinobacteria; 


ref|NR_025659.1 


Lentibacillus 


4208591 4210111 Lentibacillus salicampi 


574900 Bacteria_16S 4233298 4233348 4 54 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 59437 59490 4 57 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

574900 Bacteria_16S 60985 61038 4 57 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

574900 Bacteria_16S 95638 95683 2 47 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

574900 Bacteria_16S 109321 109374 1 54 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

574900 Bacteria_16S 117231 117260 89 118 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

574900 Bacteria_16S 126392 126421 89 118 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
574900 Bacteria_16S 133908 133961 1 54 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

574900 Bacteria_16S 147374 147427 1 54 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

574900 Bacteria_16S 188792 188835 75 118 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 224150 224183 85 118 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

574900 Bacteria_16S 245534 245587 1 54 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

574900 Bacteria_16S 290801 290854 1 54 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 
strain Kol5a 16S ribosomal RNA, partial sequence 290399 291962 Aquifex pyrophilus Bacteria; 
Aquificae; Aquificales; Aquificaceae; Aquifex. 

574900 Bacteria_16S 359028 359081 1 54 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
574900 Bacteria_16S 360574 360627 1 54 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

574900 Bacteria_16S 367988 368041 1 54 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 373964 374017 1 54 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

574900 Bacteria_16S 381727 381756 89 118 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

574900 Bacteria_16S 389265 389318 1 54 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

574900 Bacteria_16S 406245 406298 1 54 gi| 265678784 |ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

574900 Bacteria_16S 409301 409354 1 54 gi| 265678782 |ref|NR_029087.1| Streptomyces 


ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 


408966 410455 


Streptomyces 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
574900 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
Corynebacteriacea 
574900 Bacteria_16S 
halotolerans stra 
halotolerans Bact 


Nesterenkonia. 


574900 Bacteria_16S 
putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 
574900 Bacteria_16S 
strain DV1140 16S 
Ther: 
574900 Bacteria_16S 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


Thermotogae; 


caspium strain M/ 
caspium Bacteria; 


Corynebacteriacea 
574900 Bacteria_16S 
strain CR 16S rib 
E 


Proteobacteria; 


Corynebacterium. 


574900 Bacteria_16S 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 
574900 Bacteria_16S 
tuberculostearicu: 
tuberculostearicu 
Corynebacteriacea 
574900 Bacteria_16S 


strain CCUG 42773 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
574900 Bacteria_16S 


strain B22P3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 
cangkringensis st 


cangkringensis Ba 
Streptomycetaceae 


574900 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


strain HKI 0120 1 


strain HKI 0119 1 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


574900 Bacteria_16S 
s strain NRRL B-12234 16S ribosomal RN 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


574900 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


Streptomyces. 


428046 428075 89 118 gi 


e; Corynebacterium. 


429494 429547 1 54 gi 


435706 435759 1 54 gi 
ain F18-98 16S ribosomal RNA, partial 


; Kitasatospora. 


504716 504769 1 54 
ribosomal RNA, partial sequence 


gi 


509392 509421 89 118 gi 


e; Corynebacterium. 
536673 536726 1 
osomal RNA, partial sequence 


54 gi 


552111 552140 89 118 gi 


553472 553525 1 54 gi 


; Streptomyces. 


573352 573381 89 118 gi 
m strain Medalle X 16S ribosomal RNA, 


e; Corynebacterium. 
595891 595920 89 118 gi 
16S ribosomal RNA, partial sequence 


598608 598661 1 54 
ribosomal RNA, partial sequence 


gi 


600138 600191 1 54 gi 
rain D13P3 16S ribosomal RNA, partial 


; Streptomyces. 


630720 630773 1 54 gi 
000 16S ribosomal RNA, partial sequenc 
635283 635336 1 


54 gi 


636814 636867 1 54 gi 


641450 641503 1 54 gi 
rain EL-30 16S ribosomal RNA, partial 


esterenkonia. 


656461 656514 1 54 gi 
s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 

658025 658074 7 56 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
781728 781781 1 54 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 


’ 


gi 


574900 Bacteria_16S 


786295 786348 1 54 gi 


in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


in YIM70084 16S ribosomal RNA, partial 


eria; Actinobacteria; Actinobacteridae 


teria; Actinobacteria; Actinobacterida 


motogales; Thermotogaceae; Thermosipho 


613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


in CBS 101.34 16S ribosomal RNA, parti 


eria; Actinobacteria; Actinobacteridae 


m Bacteria; Actinobacteria; Actinobact 


Stre 


cteria; Actinobacteria; Actinobacterid 


acteria; Actinobacteridae; Actinomycet 
574900 Bacteria_16S 


cteria; Actinobacteria; Actinobacterid 


536318 53780 
psilonproteobacteria; Nautiliales; Nau 
574900 Bacteria_16S 
aquilae strain S- 
Bacteria; Actinob 


tiliaceae; 
265678684 
e 


265678655 


265678653 


598291 59976 
ptomycinea 


265678652 
sequence 
ae; 


265678630 
e 63034 
ales; 
265678627 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 


265678626 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 


265678623 
sequence 
ae; 


265678612 
A, partial 
eridae; Ac 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 


55170 


59545 
nomycineae 


Actino: 


Micr 


ococcineae 


ococcineae; 


Actino: 


Streptomycineae; 


265678769|ref|NR_029074.1| Corynebacterium 
sequence 427586 429077 Corynebacterium 
; Actinomycetales; Corynebacterineae; 
265678768 |ref|NR_029073.1| Nesterenkonia 
sequence 429128 430610 Nesterenkonia 
; Actinomycetales; Micrococcineae; Micrococcaceae; 
265678764|ref|NR_029069.1| Kitasatospora 
sequence 435340 436871 Kitasatospora 
e; Actinomycetales; Streptomycineae; 
265678715|ref|NR_029020.1| Thermosipho atlanticus 
504361 505871 Thermosipho atlanticus Bacteria; 
265678712|ref|NR_029017.1| Corynebacterium 
quence 508981 510331 Corynebacterium 
inomycetales; Corynebacterineae; 
265678694|ref|NR_028999.1| Caminibacter profundus 


2 Caminibacter profundus Bacteria; 
Caminibacter. 
ref|NR_028989.1 

3 553077 Coryne 


Corynebacterium 
bacterium aquilae 


ales; Corynebacterineae; Corynebacteriaceae; 
265678683|ref|NR_028988.1| Streptomyces 

al sequence 553128 554608 Streptomyces 

; Actinomycetales; Streptomycineae; 
265678670|ref|NR_028975.1| Corynebacterium 
partial sequence 572888 574399 Corynebacterium 
eridae; Actinomycetales; Corynebacterineae; 


ref|NR_028960.1 
5 596820 Actino 
; Actinomycetace 
ref|NR_028958.1 


Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Streptomyces javensis 
1 Streptomyces javensis Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_028957.1| Streptomyces 

599812 601293 Streptomyces 
mycetales; Streptomycineae; 


ref|NR_028935.1| Kytococcus schroeteri 
9 631823 Kytococcus schroeteri 
ococcineae; Dermacoccaceae; Kytococcus. 
ref|NR_028932.1| Knoellia subterranea 
2 Knoellia subterranea Bacteria; 
; Intrasporangiaceae; Knoellia. 
ref|NR_028931.1| Knoellia sinensis 
1 Knoellia sinensis Bacteria; 
; Intrasporangiaceae; Knoellia. 
ref|NR_028928.1| Nesterenkonia 

641107 642573 Nesterenkonia 
mycetales; Micrococcineae; 


ref 
seq 
tino 


NR_028917.1 
uence 656132 
mycetales; S 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


265678610|ref|NR_028915.1| Anaerostipes caccae 
657665 659120 Anaerostipes caccae Bacteria; 
Anaerostipes. 
265678524 |ref|NR_028828.1| Xylanimonas 
sequence 781358 782875 Xylanimonas 
dae; Actinomycetales; Micrococcineae; 
265678521|ref|NR_028825.1| Streptomyces 


785920 787418 Streptomyces 


beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
574900 Bacteria_16S 
strain ASpGl1 16S 
Spirochaetes; 
574900 Bacteria_16S 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Kineosporiaceae; 
574900 Bacteria_16S 


Spirochaetales; 


Streptomyces. 
792445 792482 1 38 gi 
ribosomal RNA, partial sequence 
Spirochaetaceae; 


851773 851826 1 54 gi 


Kineococcus. 


853216 853265 7 56 gi 


265678517 
792094 793560 Spirochaeta americana Bacteria; 
Spirochaeta. 

265678478 


265678477 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 


conservatrix Bacteria; 
Desulforegula. 
574900 Bacteria_16S 
strain CFBP 4188 
Proteobacteria; 

574900 Bacteria_16S 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharopolyspora. 
574900 Bacteria_16S 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 
singaporensis Bacteria; 
Desulforhopalus. 
574900 Bacteria_16S 
strain LSv21 16S 
Proteobacteria; 

574900 Bacteria_16S 
oceanense strain 


Bacteria; 


2CP-1 Bacteria; 
Anaeromyxobacter. 
574900 Bacteria_16S 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
574900 Bacteria_16S 
strain EX-H1 16S 
Aquificae; Aquificales; 
574900 Bacteria_16S 

strain Se-3111 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 
chloroethenica strain TT4B 16S ribosomal RNA, partial se 
chloroethenica Bacteria; 
Desulfuromonas. 
574900 Bacteria_16S 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 
DSM 7109 Bacteria; 
Corynebacteriaceae; Corynebacterium. 
574900 Bacteria_16S 
juglandis strain LMG 747 16S ribosomal RNA, partial 
juglandis Bacteria; 


pv. 
pv. 
Xanthomonas. 


574900 Bacteria_16S 
15470 strain E7.2 


Bacteria; 


Thermotogae; 


Bacteria; 


Deltaproteobacteria; Desulfobacterales; 


Firmicutes; 
574900 Bacteria_16S 

strain SJ95 16S ribosomal RNA, partial sequence 
Thermotogales; 
574900 Bacteria_16S 
aurantiaca strain 


Proteobacteria; 


867102 867155 4 57 gi 


888132 888185 1 54 gi 


906519 906560 2 43 gi 
Proteobacteria; 


922066 922103 1 38 
ribosomal RNA, partial sequence 


gi 


923636 923673 1 38 gi 


1085353 1085406 1 54 gi 


1120238 1120275 1 38 gi 


1147462 1147515 1 54 gi 


1191302 1191355 1 54 

ribosomal RNA, partial sequence 
Hydrogenothermaceae; Persephonel 

1221508 12215611 54 gi 


gi 


1268340 1268377 1 38 gi 


Proteobacteria; Deltaproteobact 


1290897 1290926 89 118 gi 


Actinobacteria; Actinobacteridae; Act 


1311899 1311952 4 57 gi 


Proteobacteria; Gammaproteobacte 
1328813 1328866 1 54 gi 
5 16S ribosomal RNA, partial sequence 
Clostridia; 
1335013 1335066 1 54 gi 
Thermotogaceae; Petrotoga. 
1398421 1398450 1 30 gi 


Gemmatimonadales; Gemmatimon 
1425658 14257111 54 gi 


Streptomyces. 
1427223 1427276 1 54 


gi 


Deltaproteobacteria; 


Deltaproteobacteria; 


ASv26 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
574900 Bacteria_16S 
strain JCM 4837 1 


T-27 16S ribosomal RNA, partial sequence 
Gemmatimonadetes; 
574900 Bacteria_16S 
violaceolatus strain DSM 40438 16S ribosomal RNA, partia 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
574900 Bacteria_16S 


265678467 
16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
265678452 
887783 889225 Saccharopolyspora flava 
Pseudonocardineae; Pseudonocardiaceae; 


265678440 


265678430 
921679 923198 Desulfofrigus 
Desulfobacteraceae; 
265678429 
923249 924771 Desulfofrigus oceanense 


265678319 
6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myx 


Streptomycineae; Streptomycetaceae; 
228716127 


11198 


ococcales; 


253680758 


11471 


nebacterineae; 
228715750 
1190944 11924 


la. 


219878356 
1221167 12226 
ococcineae; 
219846421 


quence 
eria; 


228720812 


12904 


inomycetales; 


228721465 


sequence 
ria; 


219846090 


13284 


Clostridiales; Veillonellaceae; 
228721489 
1334683 13361 


228715357 


13980 
adaceae; 


224581441 


1 sequenc 


224581440 


coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 


Desulfuromonadales; 


Xanthomonadales; 


Streptomycineae; 


ref|NR_028820.1| Spirochaeta americana 


ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 
Kineosporiineae; 


ref |NR_028780.1 
852834 854357 


Desulforegula 
Desulforegula 


Desulfobacterales; Desulfobacteraceae; 


ref|NR_028770.1| Xanthomonas cynarae 


Xanthomonas. 


ref|NR_028754.1|] Saccharopolyspora 


ref|NR_028742.1] Desulforhopalus 


Desulforhopalus 


Desulfobacterales; Desulfobulbaceae; 


ref|NR_028732.1| Desulfofrigus fragile 
fragile Bacteria; 
Desulfofrigus. 
ref|NR_028731.1| Desulfofrigus 
Desulfobacteraceae; Desulfofrigus. 
ref|NR_028621.1| Streptomyces tauricus 
81 Streptomyces tauricus Bacteria; 
Streptomyces. 
ref|NR_027547.1| Anaeromyxobacter 

56 1121404 Anaeromyxobacter dehalogenans 


Cystobacterineae; Myxococcaceae; 


ref|NR_028006.1| Nocardia ignorata 

15 1148603 Nocardia ignorata Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_027538.1| Persephonella marina 
06 Persephonella marina EX-H1 Bacteria; 


ref|NR_025495.1| Salana multivorans 
13 Salana multivorans Bacteria; 
Beutenbergiaceae; Salana. 
ref|NR_026012.1] Desulfuromonas 
1267974 1269475 Desulfuromonas 
Desulfuromonadaceae; 


ref|NR_027597.1| Corynebacterium 
53 1291853 Corynebacterium urealyticum 
Corynebacterineae; 


ref|NR_027606.1| Xanthomonas arboricola 
1311542 1313043 Xanthomonas arboricola 
Xanthomonadaceae; 


ref|NR_025680.1| Dialister invisus DSM 
39 1329962 Dialister invisus DSM 15470 

Dialister. 
ref|NR_027612.1| Petrotoga mobilis 
55 Petrotoga mobilis SJ95 Bacteria; 


ref |NR_027529.1| Gemmatimonas 

84 1399529 Gemmatimonas aurantiaca T-27 
Gemmatimonas. 

ref|NR_027223.1| Streptomyces 


e 1425302 1426811 Streptomyces 
Streptomycineae; 


ref|NR_027222.1| Streptomyces 
1426862 1428376 Streptomyces 


coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


574900 Bacteria_16S 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; 


1450349 1450378 89 


Corynebacteriaceae; Corynebacterium. 


574900 Bacteria_16S 
strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 
NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


texasensis strain 


texasensis Bacteria; 
Actinosynnemataceae; 
574900 Bacteria_16S 


paranensis strain 
Streptomycetaceae; 


terrestris strain 


1460666 1460719 1 


1536227 1536280 1 


Saccharothrix. 
1555902 1555955 1 


1557396 1557449 1 


Streptomycetaceae; Kitasatospora. 


574900 Bacteria_16S 


gansuensis strain 


Streptomycetaceae; 


574900 Bacteria_16S 


strain DSM 40258 


Streptomycetaceae; 


574900 Bacteria_16S 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


574900 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 


1558890 1558943 1 


1589186 1589239 1 


1590734 1590787 1 


1596923 1596976 1 


118 


54 


54 


54 


HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
574900 Bacteria_16S 


54 


HKI 0186 16S ribosomal RNA, partial sequence 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 


54 


HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


54 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 

Streptomyces. 


54 


54 


gi|224581420 


gi|224581412 
1460297 14618 
gi| 219857378 


gi|219846194 


gi|219846193 


gi|219846192 


gi|219878485 


Streptomycineae; Streptomycetaceae; 


gi|219878484 


219878480 


Actinomycetales; 


ococcineae; Micrococcaceae; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Streptomycineae; 


ref|NR_027201.1| Corynebacterium 
1449903 1451316 Corynebacterium 
Corynebacterineae; 


ref|NR_027193.1| Kocuria carniphila 
11 Kocuria carniphila Bacteria; 
Kocuria. 
Saccharothrix 


ref|NR_024966.1 


sequence 1535864 1537375 Saccharothrix 
Actinomycetales; 


Pseudonocardineae; 


ref|NR_025784.1| Kitasatospora 
1555586 1557031 Kitasatospora 
Streptomycineae; 


ref|NR_025783.1| Kitasatospora 
1557082 1558525 Kitasatospora 
Streptomycineae; 


ref|NR_025782.1| Kitasatospora 
1558576 1560004 Kitasatospora 
Streptomycineae; 


ref|NR_025624.1 
40 Streptomyces 


Streptomyces catenulae 
catenulae Bacteria; 
Streptomyces. 
ref|NR_025623.1| Streptomyces 

1590391 1591888 Streptomyces 
Streptomycineae; 


ref 


gi 


1598471 1598524 1 54 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
; Streptomyces. 


1600019 1600072 1 54 gi 


1601567 1601620 1 54 gi 
oticus strain DSM 43156 16S ribosomal 


Strept 


te 


Strept 


RN. 


219878479 


219878478 


16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 


219878477 


omycineae; Streptomycetaceae; 


omycineae; Streptomycetaceae; 


A, partial sequence 


NR_025619.1| Streptomyces niger 


16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 


Streptomyces. 


ref|NR_025618.1| Streptomyces 


partial sequence 1598128 1599625 Streptomyces 
ridae; Actinomycetales; 


Streptomycineae; 


ref|NR_025617.1| Streptomyces violens 
violens Bacteria; 
Streptomyces. 
Streptomyces 


1601224 1602721 


ref|NR_025616.1 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


574900 Bacteria_16S 


strain R5292 16S 


574900 Bacteria_16S 


echinoides strain 
echinoides Bacter 


574900 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


574900 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


Streptomycetaceae; 
1682208 168223 


Streptomyces. 
789 118 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


gi|219878420 
1681727 16832 


ref|NR_025559.1| Actinomyces oricola 
34 Actinomyces oricola Bacteria; 
; Actinomycetaceae; Actinomyces. 


1703691 1703720 89 118 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1735590 1735619 89 118 gi 
ain R10176 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Actinomyces. 
1738635 1738664 89 118 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 


574900 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


574900 Bacteria_16S 


strain ISP 5293 1 
Actinobacteria; A 


574900 Bacteria_16S 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


1770522 1770551 89 118 gi 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

1771851 1771904 1 54 gi 
ctinobacteridae; Actinomycetales; Stre 
1773349 1773402 1 54 gi 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
; Streptomyces. 


574900 Bacteria_16S 


a 


e; 


al 


, 


in 


al 
ae; 


1799078 1799131 1 54 gi 


219878405 
sequence 


219878384 


sequence 
Actinomycetales; 


219878382 


219878357 


quence 
omycetales; 


219878355 


6S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces 
pt 


219878354 


219878336 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 


Rhizobiales; 


omycineae; Streptomycetaceae; 


ref|NR_025544.1| Methylocystis 
1703281 1704687 Methylocystis 

Methylocystaceae; Methylocystis. 

ref |NR_025523.1| Actinomyces 

1735130 1736622 Actinomyces 

Actinomycineae; 

ref 


NR_025521.1] Actinomyces 


sequence 1738160 1739681 Actinomyces 
Actinomycetales; 


Actinomycineae; 


ref|NR_025496.1| Corynebacterium 
1770072 1771486 Corynebacterium 
Corynebacterineae; 
ref|NR_025494.1| Streptomyces arenae 
arenae Bacteria; 
Streptomyces. 
Streptomyces 


ref|NR_025493.1 


sequence 1773034 1774481 Streptomyces 
Actinomycetales; 


Streptomycineae; 


ref|NR_025475.1] Arthrobacter 
1798724 1800168 Arthrobacter 


gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


574900 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


574900 Bacteria_16S 


limicola strain G 
limicola Bacteria 


574900 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


574900 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


574900 Bacteria_16S 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


574900 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


574900 Bacteria_16S 


strain CCUG 41709 
Actinobacteria; A 


574900 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


574900 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


574900 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


574900 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


574900 Bacteria_16S 


strain CCUG 41706 
Actinobacteria; A 


574900 Bacteria_16S 


strain CCUG 41706 
Actinobacteria; A 


574900 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


574900 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


574900 Bacteria_16S 


strain CF-25 16S 
Actinobacteria; A 


574900 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


574900 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


574900 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


574900 Bacteria_16S 


1828250 1828279 89 118 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1829801 1829830 89 118 gi 
olChil 16S ribosomal RNA, complete seq 
Proteobacteria; Betaproteobacteria; 
1858673 1858702 89 118 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1895530 1895579 7 


a; 


’ 


al 


v 


56 gi 
eltaproteobacteria; Desulfobacterales; 
1900139 1900192 1 54 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

1901625 1901654 89 118 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1907332 1907361 89 118 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Acti 
1910217 19102701 54 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1916290 1916343 1 54 gi 
16S ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
1931831 1931860 89 118 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 

Actinomyces. 

1937708 1937832 2 118 gi 
n CF 62 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1951524 1951577 1 54 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1951632 1951661 89 118 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1953084 1953113 89 118 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

1954566 1954595 89 118 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1957429 1957482 1 54 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1986568 1986605 1 38 gi 
n Cb fel8 16S ribosomal RNA, complete 

ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 

2012856 2012885 89 118 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2036728 2036757 89 118 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


D 


se 
Ac 


e; 


no 


ia 
e; 


al 


, 


ue 


v 


no 


no 


s 
Ac 


al 


= 
gi 
oc 
se 
ia 
al 
ri 


nc 
al 


2049232 2049261 89 118 gi 


ue 
Rh 


ia 


enc 


que 


se 


nce 


equ 


se 
Act 


occ 


que 
M 


v 


se 
a; 


e 
es; 


219878317 
qu 


e 


Rhodoba 
219878316 
nce 

odocycla 
219878295 
sequenc 
Actinomy 


219878267 
6S ribosomal RNA, partial sequence 1895145 18966 
esulfoba 
219878263 


nce 


tinomyce 
219878262 
1 sequen 


Actinomycet 


219878258 


19068 


mycineae 
219878256 
1 sequen 
Actinomycet 


219878250 


19159 


219878240 


quenc 


Actinomy 
219878236 
Actinomyc 


219878227 


19511 


mycineae 
219878227 


19511 


mycineae 
219878226 


ence 


tinomyce 


219878225 


quenc 
inomy 


219878223 
1957067 19585 


ineae 


219878204 


nce 
yxoco 


219878187 


quenc 
Rhodo 


219878170 


20362 
Cory 


219878159 


burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 


burkinensis Bacte 


ria; Firmicutes; Clostridia; 


ref|NR_025456.1 

1827843 182926 
cterales; 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025402.1 
1899804 190110 
tales; Micrococc 


ref|NR_025401.1 
ce 1901160 190257 
ales; Actino 


ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025395.1 
ce 1909867 191128 
ales; Actino 


ref |NR_025389.1 
11 1917433 Thermo 


ref |NR_025379.1 
e 1931360 193276 
cetales; Actinom 


ref|NR_025375.1 
1937348 193875 
etales; Micrococ 


ref |NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025365.1 

1952641 195404 
tales; Corynebac 


ref |NR_025364.1 
e 1954098 195552 
cetales; Actinom 


ref |NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref |NR_025343.1 

1986193 198770 
ccales; Cystobac 


ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


Hyphomonadaceae; 


Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Corynebacterium 

1 Corynebacterium 

acterineae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Actinomyces 

2 Actinomyces 

mycineae; 


Thermosipho geolei 
sipho geolei Bacteria; 


Actinomyces 
0 Actinomyces 
ycineae; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Corynebacterium 
7 Corynebacterium 
terineae; 


Actinomyces 
0 Actinomyces 


ycineae; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 


Cystobacter 
9 Cystobacter 
terineae; 


Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


ref |NR_025298.1 
2048758 205026 


Anaeroarcus 
3 Anaeroarcus 


Clostridiales; Veillonellaceae; Anaeroarcus. 


574900 Bacteria_16S 


2053798 2053851 1 


54 


gi| 219878155 |ref|NR_025294.1 


Streptomyces 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 


stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
574900 Bacteria_16S 
strain DSM 43030 


574900 Bacteria_16S 


16S rib 
Actinobacteria; Actinoba 


2110180 2110233 1 


2139059 2139088 89 


54 


osomal RNA, partial sequence 2109822 21113 
cteridae; Actinomycetales; 


118 


gi|219873436|ref|NR_025250.1 
30 Streptomyces 
Streptomycineae; Streptomycetaceae; 
gi| 219857642 |ref|NR_025231.1 


Streptomycineae; 


Streptomyces humiferus 
humiferus Bacteria; 
Streptomyces. 
Amycolatopsis 


palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardiaceae; Amycolatopsis. 


574900 Bacteria_16S 


strain PK-Blue 16S ribos 
Actinobacteria; Actinoba 


574900 Bacteria_16S 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 


2167646 2167699 1 


2182827 2182880 1 
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omal RNA, partial sequence 
cteridae; Actinomycetales; 


54 


gi|219857623|ref|NR_025212.1 
2167280 2168769 Streptomyces 
Streptomycineae; Streptomycetaceae; 
gi|219857611|ref|NR_025200.1 
182453 2183877 Actinomyces 


is} 


Pseudonocardineae; 


Streptomyces speibonae 
speibonae Bacteria; 
Streptomyces. 
Actinomyces 


hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


574900 Bacteria_16S 


574900 Bacteria_16S 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


2231265 2231318 1 


2246409 2246462 1 


54 


54 


gi|219857578|ref|NR_025166.1 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 
gi|219857568|ref|NR_025156.1 
2246040 2247565 Streptomyces 


Persephonella 


2230913 2232371 Persephonella guaymasensis 


Streptomyces 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 
574900 Bacteria_16S 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


Streptomyces. 


2247986 2248039 1 


54 


gi| 219857567 |ref|NR_025155.1 
2247616 2249142 Streptomyces 


Streptomyces 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 
574900 Bacteria_16S 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
574900 Bacteria_16S 


brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 
Bacillales; 


brasilensis Bacteria; 
574900 Bacteria_16S 


strain LMG S-19264 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacterium. 
574900 Bacteria_16S 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseinatronobacter. 
574900 Bacteria_16S 


strain LBB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


574900 Bacteria_16S 


viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 
Clostridiales; 
gi| 219857388 |ref|NR_024976.1 


viterbiensis Bacteria; 
574900 Bacteria_16S 


Streptomyces. 


2257174 2257227 1 


2316612 2316653 75 


Firmicutes; 
2324239 2324268 89 


2336184 2336213 89 


2340696 2340725 89 


2405969 2406002 85 


Firmicutes; 
2492269 2492322 1 


Clostridia; 


54 


116 


118 


118 


118 


118 


54 


strain T1-X7 16S ribosomal RNA, partial sequence 


574900 Bacteria_16S 


pachnodae strain VPCX2 16 
Bacteria; Actinobacteria; 


Xylanimicrobium. 
574900 Bacteria_16S 


strain Z 16S ribosomal RN 


Clostridia; 
574900 Bacteria_16S 


chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 


Clostridiales; 


2513437 25134901 


2515052 2515085 85 


2516461 2516514 1 


54 


S ribosomal RNA, partial sequence 


118 


Caloramator. 
gi|219857366|ref|NR_024954.1 
2516115 2517560 Arthrobacter 


54 


gi|219857561|ref|NR_025149.1 
2256827 2258294 Streptomyces 
Streptomycineae; 


gi|219857518|ref|NR_025106.1 
2316148 2317531 Paenibacillus 
Paenibacillaceae; Paenibacillus. 
gi|219857513|ref|NR_025101.1 
2323867 2325209 Corynebacterium casei 


gi|219857504|ref|NR_025092.1 
2335756 2337102 Roseinatronobacter 
Rhodobacteraceae; 


Rhodobacterales; 


gi|219857501|ref|NR_025089.1 


Streptomyces 


Paenibacillus 


Corynebacterium casei 
Corynebacteriaceae; 


Roseinatronobacter 


Rhodobaca bogoriensis 


2340265 2341721 Rhodobaca bogoriensis Bacteria; 


Clostridiaceae; 


2491905 2493349 Tetrasphaera 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; 
gi|219857368|ref|NR_024956.1 
2513094 2514560 Xylanimicrobium pachnodae 
Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


gi| 219857367 |ref|NR_024955.1 
A, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; 
Clostridiaceae; 


chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micrococcaceae; Arthrobacter. 


574900 Bacteria_16S 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
574900 Bacteria_16S 


strain SCH-89 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


2517948 2518001 1 


2536255 2536284 89 
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118 


gi| 219857365 |ref|NR_024953.1 
2517611 2519099 Streptomyces 
Streptomycineae; 


gi|219857353|ref|NR_024941.1 


Rhodobaca. 
gi| 219857456 |ref|NR_025044.1 
2405537 2407016 Caloramator 
Caloramator. 


Caloramator 


Tetrasphaera japonica 
japonica Bacteria; 
Tetrasphaera. 
Xylanimicrobium 


Caloramator coolhaasii 
Firmicutes; 


Arthrobacter 


Micrococcineae; 


Streptomyces 


Hyphomonas oceanitis 


2535834 2537142 Hyphomonas oceanitis Bacteria; 


Hyphomonadaceae; 


Hyphomonas. 


574900 Bacteria_16S 
strain MHS-2 16S 


2540348 2540377 89 118 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


2541753 2541782 89 118 
ribosomal RNA, partial sequence 


574900 Bacteria_16S 
strain MHS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


574900 Bacteria_16S 2552217 25522701 
albus strain JL 83 16S ribosomal RNA, 


54 


Streptacidiphilus. 
574900 Bacteria_16S 2553778 2553831 1 
carbonis strain JL 415 16S ribosomal RNA, 


54 


Streptacidiphilus. 
574900 Bacteria_16S 
strain SMCC W459 
Firmicutes; Clostridia; Clostridiales; 
574900 Bacteria_16S 2613848 2613893 2 47 
strain CVL 16S ribosomal RNA, partial sequence 
Proteobacteria; 
574900 Bacteria_16S 


2598465 2598518 1 54 


2646184 2646213 89 118 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Deltaproteobacteria; Desulfovibrionales; 


gi| 219857350 
2539981 25412 


gi|219857349 
2541332 25426 


219857342 
25518 


gi 


gi| 219857341 


complete sequence 25534 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219857269 


16S ribosomal RNA, partial sequence 2598095 25994 
Peptococcaceae; 


gi| 219857256 
2613469 26150 


gi| 219857227 


pelophilus strain asp 66 16S ribosomal RNA, partial sequence 


pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 


574900 Bacteria_16S 2653709 2653738 89 118 
strain SWub3 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
574900 Bacteria_16S 2666921 26669705 54 
taberi strain DSM 


Saccharopolyspora. 


574900 Bacteria_16S 2668435 2668464 1 30 


Rhodocyc 
gi| 219857222 
2653267 26546 


Rhodocyclaceae 


gi|219857212 


43856 16S ribosomal RNA, partial sequence 26665 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219857211 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 


spinosa Bacteria; 
Pseudonocardiaceae; 
574900 Bacteria_16S 


Saccharopolyspora. 


2719514 2719567 1 54 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
574900 Bacteria_16S 2771951 2772004 1 
venezuelae strain 


54 


Streptomycetaceae; Streptomyces. 


574900 Bacteria_16S 2773486 2773539 1 54 


JCM 4526 16S ribosomal RNA, partial sequence 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 


Actinobacteria; Actinobacteridae; Actinomycetal 


219857175 
sequenc 
Actino: 


gi 


gi| 219857136 
Actinomyce 


gi|219857135 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27746 


Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 2775024 2775077 1 54 


Streptomycinea 
gi| 219857133 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 


Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 2823190 2823243 1 54 


Streptomycinea 
gi| 219856908 


subterraneus strain HGP1 16S ribosomal RNA, partial sequence 


subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; 


574900 Bacteria_16S 2827724 2827777 1 54 
strain IHB1 16S ribosomal RNA, partial sequence 
Thermotogae; 
574900 Bacteria_16S 


2830743 2830796 1 54 


Thermotogales; Thermotogaceae; Thermosipho. 


Hydr 
gi| 219856905 
2827347 28288 


gi| 219856903 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 


kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
574900 Bacteria_16S 2832281 2832334 1 
strain IMC S-0802 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 2856928 2856981 4 57 
strain ATCC 33616 
Bacteria; 
574900 Bacteria_16S 


54 


3004940 3004969 89 118 


strain NCIMB 11126 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


Actinomyc 


219856902 
28319 
Streptomycinea 

gi| 219856886 
28565 
x 
219846920 
30045 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 


574900 Bacteria_16S 3027394 3027447 1 54 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; 
574900 Bacteria_16S 3045714 3045767 1 54 


gi|219846905 
partial sequen 
Clostridiales; 


Stre 


Stre 


Desulfotomaculum. 


Desulfov 


Pseu 


mycetales; 


ogenobacter. 


etales; 


ref|NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 
ceae; Hyphomonas. 
ref|NR_024937.1|] Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
ceae; Hyphomonas. 
ref|NR_024930.1| Streptacidiphilus 
53 2553362 Streptacidiphilus albus 
ptomycineae; Streptomycetaceae; 


ref|NR_024929.1| Streptacidiphilus 
13 2554923 Streptacidiphilus carbonis 
ptomycineae; Streptomycetaceae; 


ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 


ref|NR_024887.1| Desulfovibrio senezii 

09 Desulfovibrio senezii Bacteria; 

ibrionaceae; Desulfovibrio. 

ref|NR_024855.1| Propionivibrio 
2645713 2647197 Propionivibrio 

lales; Rhodocyclaceae; Propionivibrio. 

ref|NR_024850.1| Azoarcus communis 

16 Azoarcus communis Bacteria; 

; Azoarcus. 

ref|NR_024840.1] Saccharopolyspora 

99 2668066 Saccharopolyspora taberi 

donocardineae; Pseudonocardiaceae; 


ref|NR_024839.1] Saccharopolyspora 
2668117 2669581 Saccharopolyspora 
es; Pseudonocardineae; 


ref|NR_024803.1| Nocardia 
e 2719156 2720654 Nocardia 
Corynebacterineae; 


ref|NR_024764.1| Streptomyces 
2771601 2773083 Streptomyces 
tales; Streptomycineae; 


ref|NR_024763.1| Streptomyces peucetius 

19 Streptomyces peucetius Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_024761.1| Streptomyces platensis 

57 Streptomyces platensis Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_024729.1|] Hydrogenobacter 
2822817 2824313 Hydrogenobacter 


ref|NR_024726.1| Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


ref|NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 
Streptomycineae; 


ref|NR_024723.1| Streptomyces albulus 
28 2833415 Streptomyces albulus Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_024705.1| Pseudomonas cissicola 
57 2858059 Pseudomonas cissicola 
anthomonadaceae; Xanthomonas. 


ref|NR_026512.1| Methylosinus sporium 
29 3005936 Methylosinus sporium Bacteria; 
e; Methylosinus. 

ref|NR_026497.1| Desulfonispora 


ce 3027026 3028532 Desulfonispora 
Peptococcaceae; Desulfonispora. 


gi|219846891 


hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 


ref|NR_026483.1| Ornithinicoccus 
3045360 3046851 Ornithinicoccus 


CGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
TGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGA 
AGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGCATACAGAGGGCAGCCAACTTGCGAGAGTGAGCGAATCCC 
AAAAAGTGCGTCGTAGTCCATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTAGGTAGTTTCAACTACGGGAGGACAGCCTACCACTTTGTGGTNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCCTAATACATGCAAGTCGAACGGACGAGGAAAGAGACCTCTTCGGAGTGACCTTTCCCGAGTTAGTGGCGGA 
TGGGTGAGTAACGCGTGAGTGACCTGCCCAGCAGTGGGGAATAACAGTGAGAAATCATTGCTAATACCGCATATCTTACAAGTGCTTCATGGTACCTGTAAGAAA 
GACGGCCTTCGTGCTGTCGCTGTTGGATGGACTCGCGTCTGATTAGCCAGTTGGTGGGGTAACGGCCTACCAAAGCAATGATCAGTAGCCGGCCTGAGAGGGTGA 
ACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAATGCCGCGTGAGTGA 
AGAAGGCCTTCGGGTTGTAAAACTCTGTCCTCATCCAAGAGAGGGGAAGGTAGTAACTGACCTTTCCAGGACGGTAGATGAGGAGGAAGCCCCGGCTAACTATGT 
GCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGCAGGCGGTCTGTTAAGTCAGATGTGAAAGGTTAGGGCTCA 
ACCCTGAACGTGCATCTGATACTGGCAGACTTGAGTATGGAAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC 
GAAGGCGACTTACTGGGCCATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGT 
GTCGGAGGTTTCAAGACCGTCGGTGCCGCAGTTAACACAATAAGTACCCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGACTTGACATCCTGCTGCCGAGTGATGTAATGTCACTTTTCCTTCGGGACAGC 
AGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTCAGTTGCCATCATTAAGTTGGGC 
ACTCTGACGAGACTGCCGCAGACAATGCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGTCGGTACA 
GAGGGCAGCGAAGGAGCGATCCGGAGCCAATCTCACAAAGCCGATCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATGCGTAGTAATCGCA 
GGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNTTGTTTGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTTCCGGGGTACTCGAGTGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATATGATCATGGCCTTCATGGGTTGTGGTGGAAAG 
CTTTTGCGGTGTGGGATGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTG 
GGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGAAGCAGCGACGCCGCGTGGGGGATGACGGCTTCGG 
GTTGTAAACCTCTTTCAGTCACGACGAAGCGCAAGTGACGGTAGTGACAGAACAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGC 
GTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTCCGTGAAAACTCACAACTCAATTGTGGGCGTGCGGGCGATACGGGCAGACTAG 
AGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTACT 
AACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAA 
GGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTT 
TCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCGTAAGGGAGGGAGCTGTCGAAGGTGGGATCGGCGANNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGTTTGGAGAGTTTGATTCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGT 
CGAACGGAAAGGCCTTCCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GAATAGGATCATGGCCTTCATGGGTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACG 
ACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGGACCGGCCAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAG 
CTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGG 
TGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACT 
AGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTACTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCC 
GCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCT 
GTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGG 
GGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTA 
CAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATC 
GCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGG 
AGGGAGCCGTCGAAGGTGGGATCGGCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGTTTGGAGAGTTTGATCCTGGCTCA 
GGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTCCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGC 
ACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACGGCATTCATGTGCTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGC 
AAGTGACGGTACCTGGAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCG 
TAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAACTCAATTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTACTAACGCATTAAGTACCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATCCAACGCGAAGAACCTTACCTGGGTTTGACATGCAC 
AGGACGCTGGTAGAGATATCAGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTT 
ATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTG 
CAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGT 
CGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNTTGTTTGGAGAGTTTGATTCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTTCCGGGGTACTCGAGT 
GGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGACTACGCGATGCATGTCGTGTGGT 
GGAAAGCTTTTGCGGTGTGGGATGGCCCGCGGCCTATCAGCTTGTTGGTGAGGTTACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCC 
ACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGG 
CTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
CCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCA 
GACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGA 
CGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGC 
CGTACTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGTGCCTAGAGATAGGTATTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCG 


hortensis Bacteria; 
Intrasporangiaceae; 
574900 Bacteria_16S 


strain CreCitl 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


574900 Bacteria_16S 


3053350 3053403 4 


3092385 3092438 1 


Si 


54 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


574900 Bacteria_16S 
strain TAGA27 16S 


574900 Bacteria_16S 
strain ATCC 25470 


Actinobacteria; Actinoba 


574900 Bacteria_16S 


strain N2 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 


574900 Bacteria_16S 


sulfexigens strain SB164 


sulfexigens Bacteria; 
Desulfocapsa. 
574900 Bacteria_16S 


falsenii CCUG 33651 16S 
Bacteria; Actinobacteria; 


Corynebacterium. 
574900 Bacteria_16S 
strain DSM 44267 


574900 Bacteria_16S 
thiophila strain 
Bacteria; 
574900 Bacteria_16S 
singulare strain 
singulare Bacteria; 


16S ribosomal 


16S rib 
Actinobacteria; Actinoba 


NZ27 16 
Proteobacteria; 


IBS B52218 16S 


3093903 3093956 1 


3104445 3104498 1 


3107510 3107539 89 


RNA, 


3135917 3135958 2 


Proteobacteria; 


3148088 3148117 89 


3152585 3152638 1 


3160344 3160381 1 


3178654 3178683 89 


54 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


54 


RNA, partial sequence 
cteridae; Actinomycetales; 


118 


complete sequence 


43 


Pl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


118 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


54 


osomal RNA, partial sequence 3152235 31537 
cteridae; Actinomycetales; Micrococcineae; 


38 


S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales 


118 


gi|219846886 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Ornithinicoccus. 


ref|NR_026478.1| Formivibrio citricus 


3052993 3054482 Formivibrio citricus Bacteria; 


gi|219846860 


Formivibrio. 


ref|NR_026452.1| Kocuria rhizophila 


3092041 3093511 Kocuria rhizophila Bacteria; 


Micrococcineae; 


gi|219846859 


Kocuria. 
Kocuria palustris 


Micrococcaceae; 
ref|NR_026451.1 


3093562 3095028 Kocuria palustris Bacteria; 


Micrococcineae; 


gi|219846852 


gi| 219846850 


Kocuria. 
Streptomyces lydicus 


Micrococcaceae; 
ref|NR_026444.1 


3104098 3105578 Streptomyces lydicus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 


ref|NR_026442.1| Rhodovulum robiginosum 


3107102 3108515 Rhodovulum robiginosum Bacteria; 


Rhodobacterales; Rhodobacteraceae; 


gi| 219846831 


219846823 
31476 


gi 


gi| 219846820 


219846815 
31599 


gi 


gi|219846802 


Desulfobacterales; 


Rhodovulum. 

NR_026423.1| Desulfocapsa 
135552 3137033 Desulfocapsa 
Desulfobulbaceae; 


ref 


Ww 


ref|NR_026415.1| Corynebacterium 
42 3149116 Corynebacterium falsenii 


Corynebacterineae; Corynebacteriaceae; 


ref|NR_026412.1] Terracoccus luteus 
13 Terracoccus luteus Bacteria; 
Intrasporangiaceae; Terracoccus. 
ref|NR_026407.1] Desulfuromonas 

80 3161460 Desulfuromonas thiophila 

; Desulfuromonadaceae; Desulfuromonas. 
ref |NR_026394.1| Corynebacterium 


Acti 


ribosomal RNA, partial 


sequence 
nobacteria; Actinobacteridae; Actinomycetales; 


Corynebacteriaceae; 


574900 Bacteria_16S 
strain LMG 471 16S ribos 


Corynebacterium. 


3181493 3181546 4 


Proteobacteria; Gammaproteobacteria; 


574900 Bacteria_16S 


strain LMG 8678 16S 


3183045 3183098 4 
ribosomal RNA, partial sequence 3182688 31841 


Proteobacteria; Gammaproteobacteria; 


574900 Bacteria_16S 
strain LMG 947 16S ribos 


3184597 3184650 4 


Proteobacteria; Gammaproteobacteria; 


574900 Bacteria_16S 
strain LMG 673 16S ribos 


3186149 3186202 4 


Proteobacteria; Gammaproteobacteria; 


574900 Bacteria_16S 
vesicatoria strain LMG 9 
vesicatoria Bacteria; 


Xanthomonas. 


574900 Bacteria_16S 
strain LMG 690 16S ribos 


3187701 3187754 4 
11 16S ribosomal RNA, partial s 


Proteobacteria; 


3189253 3189306 4 


Proteobacteria; Gammaproteobacteria; 


574900 Bacteria_16S 
strain LMG 733 16S ribos 


3190805 3190858 


Proteobacteria; Gammaproteobacteria; 


574900 Bacteria_16S 
strain LMG 847 16S ribos 


3192357 3192410 


Proteobacteria; Gammaproteobacteria; 


574900 Bacteria_16S 


strain LMG 8670 16S 


3193907 3193960 


Proteobacteria; Gammaproteobacteria; 


574900 Bacteria_16S 
strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
574900 Bacteria_16S 


platensis strain 
Bacteria; 


Firmicutes; 
574900 Bacteria_16S 


3195459 3195512 


3219510 3219562 


3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Clostridia; 
3225499 3225552 


omal RNA, partial sequence 


omal RNA, partial sequence 


omal RNA, partial sequence 


omal RNA, partial sequence 


omal RNA, partial sequence 


omal RNA, partial sequence 


57 gi 


Xanthomonadales; X 
57 gi 


Xanthomonadales; X 
57 gi 


57 gi 


57 gi 


Gammaproteobacter 


57 gi 


4 57 gi 
4 57 gi 
4 57 gi 


4 57 gi 


1 54 gi 


219846800 
3181138 31826 
thomonadaceae; 
219846799 


an 


an 


219846795 
3188896 31903 
Xanthomonadales; Xanthomonad 
219846794 
3190448 31919 
Xanthomonadales; Xanthomonad 
219846793 
3192000 31935 
Xanthomonadales; Xanthomonad 
219846792 
ribosomal RNA, partial sequence 3193552 31950 
Xanthomonadales; Xanthomonad 
219846791 
3195102 31966 
anthomonad 
219846774 


L 54 gi 


219846770 


32191 
Thermod 


3178210 3179532 Corynebacterium 
Corynebacterineae; 


thomonadaceae; 
219846798 
3184240 31857 
Xanthomonadales; Xanthomonadaceae; 
219846797 
3185792 31872 
Xanthomonadales; Xanthomonadaceae; 
219846796 
equence 

ia; Xantho 


ref|NR_026392.1| Xanthomonas sacchari 
37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 

ref|NR_026391.1| Xanthomonas codiaei 
89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 

ref|NR_026390.1| Xanthomonas bromi 

41 Xanthomonas bromi Bacteria; 
Xanthomonas. 

ref|NR_026389.1|] Xanthomonas cassavae 
93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 

NR_026388.1| Xanthomonas 

187344 3188845 Xanthomonas 
monadales; Xanthomonadaceae; 


ref 


w 


ref|NR_026387.1| Xanthomonas cucurbitae 
97 Xanthomonas cucurbitae Bacteria; 
aceae; Xanthomonas. 

ref|NR_026386.1| Xanthomonas hortorum 
49 Xanthomonas hortorum Bacteria; 

aceae; Xanthomonas. 
ref|NR_026385.1] Xanthomonas 
01 Xanthomonas pisi Bacteria; 
aceae; Xanthomonas. 
ref|NR_026384.1| Xanthomonas melonis 
51 Xanthomonas melonis Bacteria; 
aceae; Xanthomonas. 

ref|NR_026383.1| Xanthomonas vasicola 
03 Xanthomonas vasicola Bacteria; 
aceae; Xanthomonas. 

ref |NR_026366.1| Coprothermobacter 

55 3220600 Coprothermobacter platensis 
esulfobiaceae; Coprothermobacter. 


pisi 


ref|NR_026362.1| Janibacter limosus 


strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 3226621 Janibacter limosus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Janibacter. 


574900 Bacteria_16S 
strain NZ35 16S ribosomal RNA, partial sequence 
Clostridia; 
574900 Bacteria_16S 

aeronauticum strain DSM 10349 16S ribosomal RNA, partia 
aeronauticum Bacteria; 
574900 Bacteria_16S 


Firmicutes; 


strain LMG 5743 1 
Proteobacteria; 


strain LMG 5047 1 
Proteobacteria; 


strain LMG 708 16 
Proteobacteria; 


strain LMG 538 16 
Proteobacteria; 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


574900 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


574900 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


574900 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


574900 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


574900 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


574900 Bacteria_16S 


strain M17C 16S r 
Actinobacteria; A 


574900 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


574900 Bacteria_16S 


strain NCTC 10951 
Actinobacteria; A 


574900 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


574900 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


574900 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


G 
574900 Bacteria_16S 


G 
574900 Bacteria_16S 


G 
574900 Bacteria_16S 


G 
574900 Bacteria_16S 


3240804 3240837 85 118 gi 
Clostridiales; 
3246812 3246865 1 


Clostridiaceae; 
54 gi 


Clostrid 
gi 


Firmicutes; Clostridia; 
3288999 3289052 4 57 


ammaproteobacteria; Xanthomonadales; X 
3290524 3290577 4 57 gi 


ammaproteobacteria; Xanthomonadales; X 
3292076 3292129 4 57 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3293628 3293681 4 57 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3295178 3295231 4 57 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


3314929 3314966 1 38 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
3316455 3316492 1 38 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
3317978 3318015 1 38 
ribosomal RNA, partial sequence 


gi 


Spirocha 
gi 


Spirocha 
gi 


ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3395532 3395585 1 54 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3412460 3412489 89 118 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3430247 3430276 89 118 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3434425 3434454 89 118 gi 
CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

3447801 3447854 1 54 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


, 


574900 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


574900 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


3449368 3449421 1 54 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3450916 3450969 1 


54 gi 


Thermotogaceae; Thermotoga. 


oc 


en 


no 


qu 
in 


Ac 


al 


219846760 


3240430 32418 
ermobrac 


Th 
219846756 
1 
iales; 
219846728 


6S ribosomal RNA, partial sequence 3288642 32901 
thomonad 


an 
219846727 


6S ribosomal RNA, partial sequence 3290167 32916 
thomonad 


an 
219846726 


3291719 32932 
thomonad 


an 
219846725 


3293271 32947 
thomonad 


an 
219846724 

equence 

ia; 


v 


219846710 


3314589 33160 


eta. 
219846709 


3316113 33175 


eta. 
219846708 


3317638 33191 


rochaetales; Spirochaetaceae; Spirochaeta. 

3357626 3357679 1 54 gi|219846678|ref|NR_026270.1 
ain DSM 9573 16S ribosomal RNA, partial sequence 3357257 335877 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 

Brachybacterium. 

3365474 3365507 85 118 gi|219846673|ref|NR_026265.1 
train DSM 12679 16S ribosomal RNA, partial sequence 336503 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

3377427 3377480 1 54 gi|219846664|ref|NR_026256.1 


3377063 33785 
occineae 


219846648 
ales; 


219846636 


219846624 
sequence 


219846620 
ence 


219846611 
sequence 


219846610 
34490 
es; 


219846609 


6S ribosomal RNA, partial sequence 3450571 34520 
motogales; 


574900 Bacteria_16S 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 


3467713 3467766 1 54 gi 


219846597 


sequence 
Pep 


Xantho: 


ce 33951 
Micr 


34120 


mycineae; 


Actinomyc 


omycetal 


tinomyce 


Stre 


ref|NR_026352.1 
hium. 
ref|NR_026348.1 

3246473 32479 
tococcaceae; De 
ref|NR_026320.1 


acea 
ref 


e; Xanthomo 
NR_026319.1 


acea 
ref 


e; Xanthomo 
NR_026318.1 


acea 
ref 


e; Xanthomo 
NR_026317.1 


aceae; Xanthomo 
ref|NR_026316.1 

3294823 329632 
monadales; Xant 


ref|NR_026302.1 


ref 


NR_026301.1 


ref|NR_026300.1 


; Dermacoccaceae 
ref |NR_026240.1 
98 3396650 Promic 
ococ 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026216.1 

3429781 343112 
etales; Coryneba 


ref|NR_026212.1 
3433993 343537 
es; Corynebacter 


ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref|NR_026201.1 


4 
s 


h 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
n 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
n 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
n 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
n 


as. 
Xanthomonas 

2 Xanthomonas 

omonadaceae; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Brachybacterium 
0 Brachybacterium 
occineae; 


Caloramator 

4 3366453 Caloramator 
Caloramator. 

Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 


Promicromonospora 
romonospora citrea 


cineae; Promicromonosporaceae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Corynebacterium 

4 Corynebacterium 
cterineae; 


Corynebacterium 
3 Corynebacterium 
ineae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


ref|NR_026189.1 


346735 


Arthrobacter 
2 3468823 Arthrobacter 


crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


574900 Bacteria_1 


strain 6843 DSM 1 


Actinomycetaceae; 


574900 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
574900 Bacteria_16S 


strain DSM 40089 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
574900 Bacteria_16S 


strain DSM 7486 1 


strain IndiB4 16S 
Firmicutes; Clost 


574900 Bacteria_16S 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


574900 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


574900 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


574900 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


574900 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


574900 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


574900 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


574900 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


574900 Bacteria_16S 
es strain ATCC 12309 16S ribosomal RNA, 


diastatochromogen 
diastatochromogen 
Streptomycetaceae 


574900 Bacteria_16S 


strain RL-34 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 


strain CM2104 16S 
Actinobacteria; A 


6S 3478498 3478527 89 118 


gi 


3479948 3479977 89 118 


gi 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3481427 3481456 89 118 gi 
16S ribosomal RNA, partial sequence 
3484347 3484400 1 


54 gi 


3490543 3490596 1 54 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3498154 3498183 89 118 gi 
16S ribosomal RNA, partial sequence 


, 


3514632 3514685 1 54 gi 


3551551 3551584 85 118 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3601913 3601942 89 118 gi 


gi 


Actinomyces. 
3637899 3637952 1 54 gi 
strain AT37 16S ribosomal RNA, partial 
; Streptomyces. 

3641020 3641073 1 


, 


54 gi 


; Kitasatospora. 


3644077 3644130 1 54 
S ribosomal RNA, partial sequence 


gi 


3777941 3777994 1 54 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; 
3879664 3879697 85 

S ribosomal RNA, 
ridia; Clostridiales; 
3919161 39192141 
16S ribosomal RNA, 


gi 


Thermotoga. 
118 gi 


Clostridiaceae; 
54 gi 
complete sequence 
Stre 
3920742 3920795 1 54 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


3922323 39223761 54 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3923903 3923956 1 54 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
3925484 3925537 1 


, 


v 


54 gi 
es Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

3928645 3928698 1 54 
ribosomal RNA, complete sequence 


’ 


gi 


Stre 
gi 


4011471 40115241 54 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


n NCTC 11490 16S ribosomal RNA, partia 


Stre 


Bacteria; Actinobacteria; Actinobacter 


ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


no: 


1 


no 


pt 


se 
Ac 


no: 
oc 
Ca 


1 
i 


s 
id 


qu 
e; 


pt 


Ca 
pt 
al 


te 
A 


le 
e; 


te 


pt 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
574900 Bacteria_16S 
denticolens strai 
denticolens Bacte 


219846589 
Actinomyc 


219846588 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
574900 Bacteria_16S 


219846582 


219846577 


219846566 
6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


574900 Bacteria_16S 219846542 


3551089 35526 


219846505 


219846480 


219846478 


219846476 

3643713 36451 
Stre 
219846378 
3777587 37790 


219846309 
complete sequence 3879197 38807 


219846281 


219846280 


219846279 


219846278 


219846277 


219846275 
3928271 39298 


219846215 


ref |NR_026182.1 


mycineae; Actinomycetace 
ref|NR_026181.1 

3479494 348091 
etales; Actinomy 


sequence 


ref|NR_026180.1 
66 3482380 Actin 
; Actinomycetac 
ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026174.1 

3490176 349169 
tales; Streptomy 


34809 


fo) 
mycineae e 


omycinea 


quence 
tinomyce 


ref |NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref |NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref |NR_026134.1 


34976 
mycineae 


occineae 


loramator. 
NR_026097.1 
3601450 360294 


cetales; Actinom 


sequence 
Actinomy 


NR_026072.1 
3637554 363905 
nomycetales; Str 


equence 
ae; Acti 


ref|NR_026070.1 
ence 3640656 364213 
Actinomycetales; Strept 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref |NR_025969.1 


omycinea 


ref|NR_025899.1 


loramator. 
ref |NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


39187 
omycinea 


39203 
es; Stre 
ref|NR_025869.1 
e 3921948 392347 
etales; Streptom 


sequenc 
ctinomyc 


ref 
te sequence 
Actinomycet 


NR_025868.1 

392352 
ales; Strept 
ref 
complete seq 
ridae; Actin 


NR_025867.1 
uence 392511 
omycetales; 


ref|NR_025865.1 
00 Streptomyces 


omycineae; Streptomyceta 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

3 Streptomyces 

cineae; 


Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Actinomyces 
5 Actinomyces 
ycineae; 


Streptomyces 
3 Streptomyces 
eptomycineae; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora azatica 
azatica Bacteria; 

ceae; Kitasatospora. 
Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 
ycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 


Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 


ref|NR_025805.1 


Intrasporangia 


Janibacter melonis 


4011119 4012597 Janibacter melonis Bacteria; 
Micrococcineae; 


ceae; Janibacter. 


574900 Bacteria_16S 4121894 4121947 4 57 gi| 219846135 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 

succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rh 
Petrobacter. 

574900 Bacteria_16S 4126428 4126481 1 54 gi| 219846132 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 41275 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
574900 Bacteria_16S 4199913 4199966 1 54 gi|219846075 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 42010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
574900 Bacteria_16S 4201396 4201449 1 54 gi| 219846074 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequ 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Acti 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 4202894 4202947 1 54 gi| 219846073 


strain B7319 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
574900 Bacteria_16S 4204442 4204495 1 54 gi| 219846072 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 106354 106406 4 56 gi| 265678991 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Hal 
574900 Bacteria_16S 165862 165898 2 38 gi| 265678952 


strain NCTC 279 1 
Firmicutes; Clost 


574900 Bacteria_16S 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


574900 Bacteria_16S 
train B316 16S ribosomal RNA, complete 
Clost 


proteoclasticum s 
proteoclasticum B 


574900 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


574900 Bacteria_16S 


strain ASpGl 16S 
Spirochaetes; Spi 


574900 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


574900 Bacteria_16S 
s strain RHS1 16S ribosomal RNA, parti 
Coriobacte 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


574900 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


574900 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


574900 Bacteria_16S 
51271 16S ribosomal RNA, 


Firmicutes; Clost 


574900 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


574900 Bacteria_16S 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


574900 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


574900 Bacteria_16S 


ribosomal RNA, partial sequence 


ridia; Clostridiales; 


268139 268167 90 


Clostridiaceae; 
118 gi 


ae; Thermomonosporaceae; Actinomadura. 
271065 271113 8 56 gi 


acteria; Firmicutes; Clostridia; 
330360 330400 14 54 
ibosomal RNA, partial sequence 


gi 


s Bacteria; Actinobacteria; 
Slackia. 

1389513 1389561 8 56 gi 
ain HD 100 16S ribosomal RNA, partial 

00 Bacteria; Proteobacteria; Deltaprot 


’ 


1395479 1395519 14 54 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1498642 1498690 8 56 gi 
complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1522569 1522597 1 29 gi 
ribosomal RNA, partial sequence 
rochaetales; 
1686572 1686608 21 57 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 


gi 


1732476 1732524 8 56 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1880093 1880125 86 118 gi 
FKBS1 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; 
2090339 2090461 4 


gi 


Clostridia 
118 gi 


4202580 42040 


6S ribosomal RNA, partial sequence 165488 16699 


329993 33159 


motogales; Thermotogaceae; Geotoga. 

792558 792590 86 ite gi| 265678517 
ribosomal RNA, partial sequence 792094 79356 
rochaetales; Spirochaetaceae; Spirochaeta. 

847547 847590 75 118 gi| 265678481 
in GB 16S ribosomal RNA, partial sequence 84713 
acteria; Alphaproteobacteria; Rhodobacterales; R 

920519 920559 7 47 gi| 265678431 


1395106 13965 


1498269 1499735 Caton 


1522207 15236 
Spirochaetaceae; Treponema. 


1732113 17335 


complete seq 


Clostridiu 
265678881 
rtial sequ 
nobacterid 


265678879 
sequence 
ridiales; 

265678840 


al sequenc 
ridae; Cor 


228716586 
sequence 


eobacteria 


228715882 


219846656 


Catonella 
219857543 


219878417 
equence 
ia; Hydrog 


219878386 


Butyrivib 
219878279 
uence 
les; Veill 


ref|NR_025725.1 
4121524 412305 
odocyclales; Rho 


ref|NR_025722.1 
64 Streptomyces 
e; Streptomyceta 
ref|NR_025665.1 
31 Arthrobacter 
; Micrococcaceae 
ref|NR_025664.1 
ence 420108 
nomycetales; Str 


ref|NR_025663.1 
27 Streptomyces 
e; Streptomyceta 
ref|NR_025662.1 

4204078 420556 
etales; Streptom 


ref |NR_029299.1 
106000 107471 
obacteroidaceae; 
ref |NR_029260.1 
m. 
ref 
ence 
ae; 


NR_029187.1 
267723 
Actinomyceta 


ref|NR_029185.1 
270671 272189 
Lachnospiraceae; 


v 
ref |NR_029145.1 


ref|NR_028820.1 


ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref|NR_028733.1 
e 920164 921628 


iobacteriales; C 


ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


, 


ref|NR_027541.1 


ref 
ella 


ref 


NR_026248.1 
morbi ATCC 


NR_025131.1 


NR_025556.1 
1686206 168766 
enophilales; Hyd 


ref|NR_025525.1 
87 Butyrivibrio 
rio. 
ref|NR_025418.1 
1879598 188113 
onellaceae; Prop 


219878129 


heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Arthrobacter koreensis 


koreensis Bacteria; 


, 


Arthrobacter. 
Streptomyces 

2 4202529 Streptomyces 
eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 

ycineae; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Clostridium tetani 


5 Clostridium tetani Bacteria; 


Actinomadura cremea 
269132 Actinomadura 
les; 


Clostridium 
Clostridium 
Butyrivibrio. 
Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Slackia 

Slackia 
oriobacterineae; 


Bdellovibrio 
0 Bdellovibrio 


les; Bdellovibrionaceae; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Catonella morbi ATCC 
51271 Bacteria; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Propionispora 
1 Propionispora 
ionispora. 


ref |NR_025268.1 
2089993 209143 


Mycobacterium 
7 Mycobacterium 


heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


574900 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


574900 Bacteria_16S 


strain A3.12 16S 
Proteobacteria; D 


574900 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


574900 Bacteria_16S 


narugense strain 


Mycobacterium. 
2524040 2524080 7 47 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2533144 2533180 2 38 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2694068 2694100 86 118 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
2739169 2739197 1 29 gi 
Na82 16S ribosomal RNA, partial sequen 


gi 


D 


B 


ce 


219857361 
2523668 25251 
esulfobu 
219857355 
2532800 25342 
acteriov 
219857192 
2693690 26949 


219857161 


27388 


ref|NR_024949.1| Desulfotalea arctica 
53 Desulfotalea arctica Bacteria; 
lbaceae; Desulfotalea. 

ref|NR_024943.1| Peredibacter starrii 
56 Peredibacter starrii Bacteria; 
oracaceae; Peredibacter. 
ref|NR_024820.1| Borrelia turcica 

59 Borrelia turcica Bacteria; 


ref|NR_024789.1 
10 2740172 Thermo 


Thermodesulfobium 
desulfobium narugense 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 
574900 Bacteria_16S 2767374 2767497 4 118 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

574900 Bacteria_16S 2918369 2918405 21 57 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

574900 Bacteria_16S 3058039 3058087 70 118 gi| 219846883 |ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

574900 Bacteria_16S 3315042 3315074 86 118 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

574900 Bacteria_16S 3316568 3316600 86 L18 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

574900 Bacteria_16S 3765893 3765921 1 29 gi| 219846387 |ref|NR_025978.1| Desulfovibrio 
acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulfovibrio acrylicus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
574900 Bacteria_16S 3831169 3831201 86 118 gi| 219846341 |ref|NR_025931.1] Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

574900 Bacteria_16S 3890579 3890622 75 218 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 

574900 Bacteria_16S 4071930 4071978 8 56 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

574900 Bacteria_16S 19984 20039 1 56 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

574900 Bacteria_16S 48822 48852 88 118 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
574900 Bacteria_16S 59536 59579 75 118 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

574900 Bacteria_16S 61084 61127 75 118 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

574900 Bacteria_16S 90997 91024 91 118 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

574900 Bacteria_16S 92526 92569 75 118 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

574900 Bacteria_16S 106454 106497 75 118 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

574900 Bacteria_16S 112421 112452 7 38 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

574900 Bacteria_16S 114019 114050 7 38 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 


strain DM-2 16S r 


ibosomal RNA, partial sequence 


113641 115189 Syntrophus buswellii Bacteria; 


Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 


574900 Bacteria_16S 
vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; Mycobacterium. 

574900 Bacteria_16S 135493 135520 91 
gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; Actinomyces. 

574900 Bacteria_16S 150452 150507 1 
strain W6 16S ribosomal RNA, partial sequence 


115583 115705 4 


118 


118 


56 


n PYR-1 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


265678985 |ref 
1 


etal 


gi 
Actinomyc 
265678972 


1 sequence 
Actinomyceta 


gi ref 


’ 


gi|265678962|ref 


150066 15156 


15240 11673 


135066 13644 
Actinomycineae; 


NR_029293.1 
0 
es; Coryneba 
NR_029280.1 
4 


les; 


NR_029270.1 


Mycobacterium 
Mycobacterium 
cterineae; 


Actinomyces 
Actinomyces 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 155221 155248 91 118 gi| 265678959 |ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 158299 158342 75 118 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

574900 Bacteria_16S 162755 162798 75 118 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

574900 Bacteria_16S 182482 182537 1 56 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 184127 184170 75 118 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 207265 207292 91 118 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 237781 237836 1 56 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

574900 Bacteria_16S 239330 239385 1 56 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

574900 Bacteria_16S 240916 240971 1 56 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

574900 Bacteria_16S 248742 248781 79 118 gi|265678896|ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 


aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neiss 
Microvirgula. 

574900 Bacteria_16S 254668 254711 75 118 gi| 265678892 |ref 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia br 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

574900 Bacteria_16S 269632 269659 91 118 gi| 265678880 |ref 


polysaccharolytic 
Thermoanaerobacterium polysaccharolytic 


Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermo 
574900 Bacteria_16S 283295 283338 75 118 gi|265678871|ref|NR_029177.1 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfobacter. 

574900 Bacteria_16S 289295 289338 75 118 gi| 265678867 |ref|NR_029173.1 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordet 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella 
574900 Bacteria_16S 298453 298492 79 118 gi| 265678861 |ref|NR_029167.1 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasm 
574900 Bacteria_16S 306078 306121 75 118 gi| 265678856 |ref|NR_029162.1 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsi 
574900 Bacteria_16S 307662 307705 75 118 gi| 265678855 |ref|NR_029161.1 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 30872 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
574900 Bacteria_16S 319604 319647 75 118 gi| 265678847 |ref|NR_029152.1 


strain J233 16S ribosomal RNA, partial sequence 


um strain KMTHCJT 16S ribosomal RNA, p 
um Bacteria; 


artial sequenc 


Firmicutes; 


eriales; Nei 


NR_029200.1 
oomeae Bacte 


NR_029186.1 
e 269183 


Clostridia; 


sseriaceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Thermoanaerobacterium 
270620 


anaerobacterium. 
Desulfobacter 
Desulfobacter 

sulfobacteraceae; 


Bordetella holmesii 
ella holmesii Bacteria; 


Anaeroplasma 
Anaeroplasma 

ataceae; Anaeroplasma. 
Neorickettsia risticii 
risticii Bacteria; 

a. 

Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Acholeplasma palmae 


319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


574900 Bacteria_16S 
thermoamylovorans 
thermoamylovorans 
574900 Bacteria_16S 
saeculare strain 


574900 Bacteria_16S 
japonicum strain 


Cryptosporangium. 
574900 Bacteria_16S 


strain 39 16S ribosomal RNA, partial sequence 
lales; 


Firmicutes; Bacil 
574900 Bacteria_16S 


borstelensis strain Logan B4029 16S ribosomal RNA, part 
Bacillales; 


borstelensis Bacteria; 
574900 Bacteria_16S 
strain PL7HG1 16S 


574900 Bacteria_16S 
effusa strain AP1 
Bacteria; 
574900 Bacteria_16S 


taiwanensis strain cf 16S ribosomal RNA, partial sequence 


Bacteria; 
574900 Bacteria_16S 


taiwanensis strain cf 16S ribosomal RNA, partial sequence 


Bacteria; 
574900 Bacteria_16S 
asymbiotica subsp. 


Enterobacteriales; 
574900 Bacteria_16S 
subsp. 


Microbacteriaceae; 
574900 Bacteria_16S 


antiquum strain VKM Ac-2118 16S ribosomal RNA, 


antiquum Bacteria; 
Brevibacterium. 
574900 Bacteria_16S 


Bacteria; 


nitratus strain IMET 11532, 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actin 
Agromyces. 


321173 321216 75 


Firmicutes; 


338339 338378 79 


342823 342866 75 


345944 345987 75 


Paenibacillaceae; 
347413 347456 75 


Firmicutes; 


383227 383270 75 


386270 386325 1 


390846 390901 1 


390952 390991 79 


400151 400194 75 


401692 401735 75 


420241 420284 75 


483156 483183 91 


austral 
Photorhabdus. 


118 


118 


118 


118 


118 


118 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


56 


56 


118 


118 


118 


118 


gi 


strain DKP 16S ribosomal RNA, partial 
Bacillales; 


gi 


RA161 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; 


gi 


YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


345474 34689 
Brevibacillus. 


gi 


gi 


382807 38428 
rhizobiaceae; 


gi 


03 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


gi 


16S ribosomal RNA, p 


gi 


partial 
Actinobacteria; Actinobacteridae; Ac 


acidaminovorans strain sr15 16S ribosomal RNA, partial 
acidaminovorans Bacteria; Synergistetes; Synergistia; S 


574900 Bacteria_16S 


484582 484609 1 


bajacaliforniensis strain BA-2 16S ribosomal RNA, 


bajacaliforniensis Bacteria; 


574900 Bacteria_16S 


498645 498688 75 


Spirochaetes; 


118 gi 
28 gi 
compl 
Spirochaetal 
118 gi 


defluvii strain BSB 9.5 16S ribosomal RNA, partial sequ 


Bacteria; 
574900 Bacteria_16S 
strain BSB 41.8 1 
Proteobacteria; 
574900 Bacteria_16S 
luminescens subsp. 


Enterobacteriales; 
574900 Bacteria_16S 
luminescens subsp. 
luminescens subsp. 
Enterobacteriaceae; 
574900 Bacteria_16S 


500197 500240 75 


516882 516925 75 


thracensis strain 39-8 16S 
Photorhabdus luminescens subsp. thracen 
Enterobacteriaceae; 


518448 518491 75 


538302 538345 75 


118 


118 


118 


118 


Proteobacteria; Betaproteobacteria; Burkholde 


gi 


6S ribosomal RNA, partial sequence 499730 50125 
Betaproteobacteria; Burkholderiales; Co 


gi 


ribosomal 


gi 


kayaii strain 1121 16S ribosomal RNA, complete 
kayaii Bacteria; Proteobacteria; Gammaproteoba 
Photorhabdus. 


gi 


psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteri 


Mycobacteriaceae; 
574900 Bacteria_16S 


IMMIB R-145 16S ribosomal RNA, partial sequence 


Mycobacterium. 


544355 544398 75 


118 


gi 


543951 54542 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


574900 Bacteria_16S 
strain CIP 105566 
Proteobacteria; 
574900 Bacteria_16S 


16S ribosomal RNA, 
Gammaproteobacteria; 


545917 545960 75 


564324 564367 75 


118 


118 


strain LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 


gi 


partial sequence 
Enterobacteriales; 


Bacillaceae; 


265678846 
sequence 


265678832 


265678829 


265678827 


265678826 


265678799 


265678797 


38592 


265678794 
39048 


265678794 
39048 


265678788 


australis strain 9802892 16S ribosomal RNA, partial sequence 
Photorhabdus asymbiotica subsp. 
Enterobacteriaceae; 


265678787 


265678774 
sequence 


265678729 
sequence 

ynergistal 
265678728 
ete sequen 
es; Spiroc 
265678719 
ence 49817 
riales; Co 
265678718 


mamonadace 
265678707 
RNA, comp 


265678706 


265678693 
sequence 
dae; Actin 


265678689 


nebacterin 
265678688 

54547 

Enterobac 


gi 


33788 


ial sequence 346943 3 
Paenibacillaceae; 


artial sequence 
obacteridae; Actinomycetal 


tinomycetales; 


ref |NR_029134.1 
342395 343854 


ref |NR_029132.1 
2 Brevibacillus 


ref|NR_029099.1 


ref |NR_029093.1 


ref|NR_029092.1 


401266 


ref 
4 


NR_029079.1 
19777 421277 


ref |NR_029034.1 

482698 484170 
es; Synergistace 
ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy 
ref |NR_029023.1 


ae; 
ref 
lete 


Hydrogenopha 
NR_029012.1 
sequence 


ref|NR_029011.1 
sequence 517982 
cteria; Enteroba 


ref|NR_028998.1 

537853 539333 
omycetales; Cory 
ref |NR_028994.1 
eae; Nocardiacea 
ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 


265678676 


Frankineae; 


Micrococcineae; 


ref|NR_029151.1| Bacillus 

320691 322234 Bacillus 
Bacillus. 
ref|NR_029137.1| Bifidobacterium 


6 339399 Bifidobacterium saeculare 
Bifidobacteriaceae; 


Bifidobacterium. 
Cryptosporangium 
Cryptosporangium 

Cryptosporangiaceae; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


ref|NR_029131.1| Brevibacillus 
48361 Brevibacillus 

Brevibacillus. 

ref|NR_029104.1| Bradyrhizobium betae 
9 Bradyrhizobium betae Bacteria; 

Bradyrhizobium. 

ref|NR_029102.1| Hydrocarboniphaga 

1 387397 Hydrocarboniphaga effusa 
Sinobacteraceae; Hydrocarboniphaga. 
ref|NR_029099.1| Chitinimonas 


2 392023 Chitinimonas taiwanensis 
Burkholderiaceae; 


Chitinimonas. 
Chitinimonas 


2 392023 Chitinimonas taiwanensis 
Burkholderiaceae; 


Chitinimonas. 
Photorhabdus 
399669 401215 


is Bacteria; Proteobacteria; Gammaproteobacteria; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Brevibacterium 
Brevibacterium 
Brevibacteriaceae; 


Dethiosulfovibrio 
Dethiosulfovibrio 

ae; Dethiosulfovibrio. 
Spirochaeta 
Spirochaeta 

chaeta. 

Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Photorhabdus 
516416 517931 


sis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Mycobacterium 
Mycobacterium 


nebacterineae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 


ref|NR_028981.1 


Rhodoglobus vestalii 


563902 565327 Rhodoglobus vestalii Bacteria; 


574900 Bacteria_16S 


valerianellae str 
valerianellae Bac 


574900 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


574900 Bacteria_16S 


strain B22P3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


574900 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


574900 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


574900 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


ribosomal RNA, partial sequence 
Stre 
618732 618775 75 118 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Pp 


Cc 
a 


632313 632356 75 118 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

638349 638384 22 57 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
638430 638473 75 118 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
649252 649295 75 118 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


gi 


e 
n 


e 
n 


e 
1 


598291 59976 


265678639 


265678629 
631874 63335 
Acetobacte 
265678625 


265678625 


265678618 


tomycineae; 


61837 
Micr 


e 
les; 


nce 63798 
adales; X 


nce 63798 
adales; X 


64884 
es; Beije 


ref 
1 619715 Micro 
ococ 


ref 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref 
2 639478 Steno 
anth 
ref 
2 639478 Steno 
anth 
ref 
0 650254 Methy 
rinc 


576329 576372 75 118 gi| 265678668 |ref|NR_028973.1 
ain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 

588250 588305 1 56 gi|265678660|ref|NR_028965.1 
ibosomal RNA, partial sequence 587905 589310 Burkholderia 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 

598690 598729 75 114 gi| 265678653 |ref|NR_028958.1 


1 Streptomyces 


s 


treptomyceta 
NR_028944.1 
b 
cineae; Micr 


NR_028934.1 


NR_028930.1 

tc 
omonadaceae; 
NR_028930.1 

t 
omonadaceae; 
NR_028923.1 
rE 


kiaceae; Met 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Burkholderia tropica 


tropica Bacteria; 


ia. 
Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Microbacterium 

acterium aerolatum 

obacteriaceae; 


Acetobacterium tundrae 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Methylocapsa 
ocapsa acidiphila 
hylocapsa. 


574900 Bacteria_16S 662587 662630 75 118 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

574900 Bacteria_16S 707644 707687 75 118 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

574900 Bacteria_16S 716911 716954 75 118 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

574900 Bacteria_16S 721554 721597 75 118 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 
strain XINach 16S ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

574900 Bacteria_16S 723140 723183 75 118 gi|265678566|ref|NR_028870.1| Photorhabdus 
luminescens subsp. laumondii strain TTO1 16S ribosomal RNA, partial sequence 722663 724202 


Photorhabdus luminescens subsp. 


Enterobacteriales 


574900 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


laumond 
Enterobacteriaceae; Photorhabdus. 

724723 724766 75 118 gi 
akhurstii strain FRGO4 16S ribosomal 
akhurst 
Photorhabdus. 


’ 


; Enterobacteriaceae; 


265678565 


RNA, partial 


ref 


NR_028869.1 
sequence 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 


574900 Bacteria_16S 726310 726337 91 118 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

574900 Bacteria_16S 755714 755757 75 118 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

574900 Bacteria_16S 770844 770899 1 56 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 771983 Cellvibrio japonicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

574900 Bacteria_16S 778761 778804 75 118 gi|265678526|ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
574900 Bacteria_16S 780283 780326 75 118 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
strain S-743 16S ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

574900 Bacteria_16S 824633 824672 79 118 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

574900 Bacteria_16S 826135 826174 79 118 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; Proteobacteria; 


Alphaproteobacter 


574900 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
827722 827749 91 118 gi 
-30 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 


s 


265678494 


ea. 


ref 


Selenomonas infelix 


NR_028797.1 


827209 828732 Selenomonas infelix Bacteria; 


Selenomonas. 


574900 Bacteria_16S 


strain ATCC 43541 
Firmicutes; 


strain U 16S ribo 
Bacillales; Bacil 


574900 Bacteria_16S 


strain AMX51 16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


574900 Bacteria_16S 
halorespirans strain PCE-M2 16S ribosomal RNA, 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurospirillum. 


574900 Bacteria_16S 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 86827 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
574900 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


574900 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


574900 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


574900 Bacteria_16S 


strain VKM Ac-180 


Clostridia; 
574900 Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geoba 


829298 829325 91 


839943 839970 91 


Geobacillus. 
842892 842931 79 


laceae; 


848918 848961 75 


teria; Proteobacteria; 


865639 865682 75 


867201 867244 75 


870237 870280 75 


882077 882120 75 


885161 885204 75 


886695 886738 75 


118 


118 


118 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
574900 Bacteria_16S 


118 


118 


118 


118 


118 


118 


118 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


gi 


gi 


842468 84394 


gi 


ain LX3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


partial 


gi 


gi 


in B0O71 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


gi 


LM042 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


574900 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


VKM Ac-1401 16S r 


892596 892651 1 


911255 911298 75 


ibosomal RNA, partial sequence 


56 


118 


gi 


16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Bu 
574900 Bacteria_16S 


gi 


910794 91228 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


574900 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


574900 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


574900 Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hydro 
etaproteobacteria; Burkholderiales; Co: 


strain 2 16S ribo 
Proteobacteria; B 


574900 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


574900 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


574900 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


strain 133 16S ri 
Proteobacteria; B 


strain 146 16S ri 
Proteobacteria; B 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


574900 Bacteria_16S 


940637 940680 75 
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942188 942231 75 


943751 943794 75 


945314 945357 75 


946874 946917 75 


cteria; Proteobacteria; 


948440 948483 75 


950001 950044 75 


951560 951603 75 


953111 953154 75 


eria; Proteobacteria; 


954671 954714 75 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
574900 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
574900 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
574900 Bacteria_16S 


118 


gi 


6S ribosomal RNA, partial sequence 940206 94166 
16S ribosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Co: 


n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


rain 2Kl 16S ribosomal RNA, partial se 


in CA 1 16S ribosomal RNA, partial seq 
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118 gi| 265678417 
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118 gi| 265678416 

mamonadace 
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riales; Co 

118 gi| 265678414 
quence 

Betaproteobacteria; Burk 

its gi| 265678413 
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Comamonadace 

118 gi| 265678412 

949535 95104 

Comamonadace 

118 gi| 265678411 
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Comamonadace 

118 gi| 265678410 

uence 
Betaproteobacteria; Burkho 
118 gi| 265678409 


265678493 
82878 
Selenomon 
265678486 


265678484 


265678480 
Ente 


265678468 
sequence 
Ca 


265678467 


265678465 
Rhizo 


265678456 
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Micr 


265678454 

88470 
ales; Micr 
265678453 

88624 
ococcineae 
265678449 


rkholderia 
265678437 


ococcineae 
265678418 


ref |NR_028796.1 
3 830273 Seleno 
as. 
ref |NR_028789.1 
cillus uzenensis 
ref|NR_028787.1 
ae; Bosea. 
ref |NR_028783.1 

848542 849823 
robacteriales; E 


ref|NR_028771.1 

865186 866674 
mpylobacterales; 
ref|NR_028770.1 
Xanthomon 
ref|NR_028768.1 
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ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 


ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref|NR_028751.1 


ceae; Pandoraea. 
ref |NR_028739.1 


; Microbacteriac 
ref |NR_028720.1 
3 Chitinophaga 
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ref |NR_028718.1 
genophaga flava 
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ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; 
ref 


holderiales; Com 


ref|NR_028715.1 


Acidovorax. 
NR_028714.1 


ae; 
ref 


Acidovorax. 
NR_028713.1 


ae; 
ref 


ae; Curvibacter. 


lderiales; Comam 


Selenomonas noxia 
monas noxia Bacteria; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Sulfurospirillum 
Sulfurospirillum 


Campylobacteraceae; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Bradyrhizobium 
Bradyrhizobium 

zobiaceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 

Hydrogenophaga 

Hydrogenophaga 
amonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 
onadaceae; 


ref|NR_028711.1 


Giesbergeria sinuosa 


strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 


574900 Bacteria_16S 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


574900 Bacteria_16S 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
574900 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 


strain NCTC 13004 
Bacteria; Proteob 


strain FC 097-2 1 
Tenericutes; Moll 


574900 Bacteria_16S 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


strain I-75 16S r 
Proteobacteria; G 


574900 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


574900 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


574900 Bacteria_16S 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


574900 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 


strain 7-1 16S ri 
Proteobacteria; B 


574900 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


strain LK2-10 16S 


Micromonospora. 


574900 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


574900 Bacteria_16S 
758 16S ribosomal RNA, partial sequen 


japonensis strain 
Bacteria; Bactero 


574900 Bacteria_16S 


strain 14 16S rib 


Actinobacteria; Actinoba 
574900 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


574900 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


574900 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


574900 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


CMS 76r 16S ribos 
Actinobacteridae; 


strain AAFu3 16S 
Deferribacteres; 


574900 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


574900 Bacteria_16S 
1293 16S ribosomal RNA, partial sequen 
Spirochaetales; 


smaragdinae DSM 1 
11293 Bacteria; S 


574900 Bacteria_16S 


956162 956205 75 


968351 968378 1 


Kitasatospora. 
971548 971591 75 


985236 985279 75 
6S ribosomal RNA, 


989971 990014 75 


991542 991585 75 


1026474 1026505 7 
ria; Proteobacteria; 


1031078 1031121 75 


e; Micromonospora. 
1037255 1037298 75 


1048001 1048044 75 


1057022 1057065 75 


1061615 1061658 75 


idetes; Sphingobacteria; 
1102040 1102083 75 
osomal 


1112741 1112784 75 
76 16S 
acteria; 


1118780 1118823 75 
bosomal 
acteria; 
1132408 1132451 75 


acteria; 


1136922 1136965 75 
mal RNA, 


1138473 1138516 75 


1149109 1149152 75 
ribosomal RNA, 
Deferribacterales; 
1159637 1159664 91 
71 16S 
Firmicutes; Clostridia; 
1168618 1168645 1 


pirochaetes; 
1171812 1171839 91 


RNA, partial sequence 
cteridae; Actinomycetales; Micr 


RNA, partial sequence 
Gammaproteobacteria; 


complete sequence 
Actinomycetales; Micrococcineae; Micr 
574900 Bacteria_16S 


118 


28 


118 


118 


118 


118 


38 


118 


118 


118 


118 


118 gi 
Sphingobacter 
its gi 


118 


118 


118 


118 


118 


118 


partial sequence 
Deferribacteraceae; 


118 gi 
Clostridiales 
28 gi 


118 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
574900 Bacteria_16S 


gi 


gi 


265678408 
sequence 


265678398 
equence 


265678396 
97110 

obacterale 

265678387 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


265678384 


989496 99101 


gi 


gi 


gi 


gi 


Enterobac 
265678383 


6S ribosomal RNA, partial sequence 991068 99256 
ammaproteobacteria; Enterobacteriales; 


Enterobac 
265678360 


n ASRB2 16S ribosomal RNA, partial sequence 
Deltaproteobacter 


ia; Syntro 


265678357 
quence 


Actinomyc 


265678353 


1036784 10382 


gi 


mamonadace 
265678346 


1047573 10490 


gi 


ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


omonospori 


265678339 
al sequenc 
eria; Rhiz 


265678336 
ce 10611 
iales; Chi 
265678308 


1101592 11031 


gi 


ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


gi 


ococcineae 
265678300 
e 11123 
ales; Micr 


228716249 


1118333 11198 


gi 


CF63 16S ribosomal RNA, partial sequen 
Actinobacteridae; Actinomycet 


gi 


gi 


gi 


Enterobacteriales; 


253680768 
ce 11319 
ales; Micr 


253680765 


1136447 1137959 Leifs 


obacteriac 
253680764 


omal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Micr 
574900 Bacteria_16S 


obacteriac 
253680757 


1148654 11501 


ribosomal RNA, partial sequence 


Spirochae 


gi 


Geovibrio 
228721485 

11591 
7 Peptococ 
228719827 
ce 11682 
taceae; Sp 
228719312 


Actinomycetales; 


ref |NR_028710.1 
955748 957207 
Phyl 


ref|NR_028700.1 
967981 969477 
Strep 


ref|NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref |NR_028689.1 
5 Acholeplasma 
ref |NR_028686.1 
teriaceae; Citro 
ref|NR_028685.1 


teriaceae; Citro 
ref |NR_028662.1 

1026088 102759 
phobacterales; S 


ref|NR_028659.1 

1030633 103211 
etales; Micromon 
ref|NR_028655.1 


Curvibacter. 
NR_028648.1 


ae; 
ref 


neae; Micromonos 


ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref|NR_028610.1 


; Microbacteriac 
ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 
ref|NR_027549.1 
Enterobacteriac 
ref |NR_028016.1 
55 1133449 Brevib 
ococcineae; Brev 


ref 
onia 
eae; 
ref 
onia 
eae; 
ref 


NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_028005.1 


ref |NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Campylobacter lanienae 

obacter lanienae 

aceae; Campylobacter. 
Acholeplasma vituli 


vituli Bacteria; 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Micromonospora 
4 Micromonospora 


osporineae; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Chitinophaga 

ophaga japonensis 
hitinophaga. 

Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Microbacterium 

acterium halophilum 

obacteriaceae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Brevibacterium 

acterium sanguinis 

ibacteriaceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Spirochaeta 

haeta smaragdinae DSM 


ref |NR_027582.1 


Dethiosulfovibrio 


peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 


GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGA 
ATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGAN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATGAAGAGTTTGATCCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGC 
AAGTCGACTGGAATTCACCTTCGGGTGATAGTACGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTCTAGACTGGGACAACTGTTGGAAACGACAGCT 
AATACCGGATATTATGGACCCCTGGCATCTGGGGACTATGAAAGGCTATATGCGCTAGAGGAGAGCTTTGCGTCCCATTAGCTAGTTGGTAGGGTAATGGCCTAC 
CAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGATCGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATG 
GACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTTTCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGCG 
ACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGTCTAGGCGGCCTATTAAGTCTGATGTTA 
AAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGGTAGGCTAGAGTATCAGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAG 
GAATGCCGATGGGGAAGCCAGCTCACTGGATGAATACTGAGCCTGAAGCGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACG 
ATGATCACTAAGTGTGGGGGGTCGAACCTCCGTGCTCAACGTAACGCGATAAGTGATCCGCCTGCGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCCCTTGACATCCCAAGAACTTAGCAGAGATGCTTTGGTGCCTT 
TCGGGGGAACTTGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTATGTTACCATC 
ATTAAGTTGGGGACTCATGCGAGACTGCCTGCGACGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGGGCTGGGCTACACACGTGCTACA 
ATGGACAGTACAGAGAGTCGCGATCCCGCGAGGGGGAGCCAATCTCAGAAAGCTGTTCTTAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTTGGAATCG 
CTAGTAATCGCGAATCAGCAATGTCGCGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAAC 
CCTTCGGGGAGGGATGTTCCTAAGGTGTGATTAGCGATTGGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGATGGATCACCTCCTNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAACTTGAGAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAG 
CGAAGTCTTCGGACTTAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTTGCTTCGGAATAGCCCCGGGAAACTGGGAGTAATACCGAATGTGCCCTTT 
GGGGGAAAGATTTATCGGCAAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGATCGATG 
AAGGCCTTAGGGTTGTAAAGATCTTTCAGGTGGGAAGATAATGACGGTACCACCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGG 
GCTAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCGGAAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGAAACTCCCG 
ATCTTGAGGTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGA 
CGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTGACAC 
ACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGCAGAACCTTACCAACCCTTGACATGGCGATCGCGGTTCCAGAGATGGTTCCTTCAGTTCGGCTGGATCGCACACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGAAACTGCCGGTGATAAGCC 
GGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAGCTGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAATTGGTTCTACCCGAAGGCGGTGCGCCAACCTCGCAAGAGGAGGCAGCCGACCACGGTAGGATCAGTGACTGGGGTGAAGTCGTAACAAGGT 
AGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTTACGCATGCAATTCGAAC 
GGCAGCACGGGAGCAATCCTGGTGGCGATTGGCGAACGGGTGAGTAATACATCGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGC 
ATACGCTCTGCGGAGGAAAGCGGGGGATCCTTCGGGACCTCGCGCTACAGGGGCGGCCGATGGCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACG 
ATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCC 
TGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACTGCCTGGCTAATATCCGGGCGGGATGACGGTACCGG 
AAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGCTAA 
GACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGGCGGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGT 
AGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCCTAAACGATGTCAACTGGTTGTCGGGCCTTCATTGGCTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC 
AAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAAGTCCGCTGAGAG 
GTGGATGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCC 
CTAGTTGCTACGCAAGAGCACTCCAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACG 
TCATACAATGGTCGGAACAGAGGGTCGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCACTCTGCAACTCGAGTGCGTGAAGCT 
GGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTA 
GTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTCCAG 
AGCTGAACGTGTCAAACGTTGAGCGCTCACGCTTATCGGCTGTAGTGAAGAAACGCAGACAGACTCAGGGGTCTGTAGCTCACTCGGTTAGAGCACCGTCTTGAT 
AAGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTCGAACGGCAGCACGGGGGCAACCCTGGTGGCGAGTGGCGAACGGGTG 
AGTAATACATCGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGCTCTACGGAGGAAAGGGGGGGATCTTAGGACCTCTCG 
CTACAGGGGCGGCCGATGGCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTA 
AAGCACTTTTGTCCGGAAAGAAATCCTCTGGGTTAATACCCCGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTCCGCTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGT 
GACTGGCGGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCC 
AATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTCGGGTCTTCATTGACTT 
GGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGAT 
TAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGTCGGAACCCTGCTGAAAGGTGGGGGTGCTCGAAAGAGAACCGATACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCTAGGGAGACTGCCGGTGACAA 
ACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTCGCCAACCCGCGAGGGGGA 
GCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCACTCTGCAACTCGAGTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGT 
TCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACT 
GGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTCTCGAGCTAAACTTTTCAATTTGAAGCGCTCACGCTTATCGGCTGTGA 
TCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACAATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGA 
ACGGGTGAGTAATACATCGGAACATGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCTACGGAAGAAAGCGGGGGACCTTCGGG 
CCTCGCGCTATAGGGTTGGCCGATGGCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCG 
GGTTGTAAAGCACTTTTGTCCGGAAAGAAATCCTGAGGGCTAATATCCTTCGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGCTAAGACCGATGTGAAATCCCCGGGCTCAACCTGGGAACTG 
CATTGGTGACTGGCAGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCC 
CTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCA 
TTTCCTTAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGA 
TGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGTCGGAATCCTGAGGANACTCGGGAGTGCTCGAAAGAGAACCGATACACAGGTGCT 


peptidovorans DSM 11002 Bacteria; 


Dethiosulfovibrio. 


574900 Bacteria_16S 
DSM 16795 16S ribosomal 
Firmicutes; 
574900 Bacteria_16S 


Bacteria; 


C91 16S ribosomal 


ATCC BAA-548 16S 


TTB310 Bacteria; 


Microbacteriaceae; 


RNA, partial 
Proteobacteria; Betaprot 
574900 Bacteria_16S 
ribosomal RNA, 
Bacteria; Lentisphaerae; 
574900 Bacteria_16S 
colihominis DSM 17241 16 
17241 Bacteria; Firmicutes; 
574900 Bacteria_16S 
13501 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 
574900 Bacteria_16S 
acetiphilus DSM 12809 16 
12809 Bacteria; Deferribacteres; 
574900 Bacteria_16S 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 


1176290 1176345 1 
Clostridia; 
1179266 1179321 1 


sequence 
1180915 1180942 91 
1183815 1183842 1 

Clostridia; 


1192925 1192968 75 


1196027 1196070 75 


1197587 1197630 75 


1200526 1200553 91 


1233771 1233814 75 


1241389 1241432 75 


1245809 1245931 4 


complete sequence 


Synergistia; 


Synergistetes; 


RNA, partial sequence 
Clostridiales; 


partial sequence 
Victivallales; Victivallaceae; 


S ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
Deferribacterales; 


118 gi| 228715386 
12000 

Synergistales; Synerg 
118 gi| 219878266 
Actino: 

118 gi| 219878120 


118 


strain 13.4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
574900 Bacteria_16S 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiace 
574900 Bacteria_16S 
limnophilus strain DSM 6472 16S ribosomal RNA, 
limnophilus Bacteria; 
574900 Bacteria_16S 


mcbrellneri ATCC 


Brevibacteriaceae; 


subsp. 


Hyphomicrobium. 


574900 Bacteria_16S 
subsp. ureaphilum strain 
facile subsp. ureaphilum 


Hyphomicrobium. 


574900 Bacteria_16S 


pv. 
pv. 
Xanthomonas. 


574900 Bacteria_16S 
Twist 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


str. 


Geodermatophilus. 


574900 Bacteria_16S 


Firmicutes; 


juglandis strain LMG 
juglandis Bacteria; Proteobacteria; 


1247298 1247353 1 


1254807 1254850 75 


1260830 1260873 75 


1298356 1298399 75 


1308988 1309031 75 


1310461 1310504 75 


1311998 1312041 75 
747 16S 


1316675 1316718 75 


1344296 1344339 75 


1365276 1365319 75 


Bacillales; 


56 


118 


49030 16S ribosomal RNA, partial sequence 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 
574900 Bacteria_16S 
strain NCIMB 703055 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
574900 Bacteria_16S 
tolerans strain IFAM I-551 16S ribosomal RNA, partial 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacte 


IFAM CO-582 16S ribosomal RNA, 


partial 


Synergistia; 


eobacteria; Nitrosomonadales; Nitrosomona 


11971 


gi|]219857484 
1245479 12468 


gi|219857449 


219857194 
sequence 


gi 


Synergistales; 


ref 


ref 


ref 


ref 


eae; 
ref 


ae; 
ref 


Paenibacillaceae; Brevibacillus. 
118 gi| 219846707 |ref|NR_026299.1 
1260397 1261800 Brevib 
Actinomycetales; Micrococc 
118 gi| 219846893 |ref|NR_026485.1 
sequence 1297919 1299312 Brevib 
; Brevibacteriac 
118 gi|228721488|ref|NR_027611.1 
sequence 130859 
ria; Rhizobiales 
118 gi|228721487|ref|NR_027610.1 
partial sequence 131006 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobial 
118 gi|228721465|ref|NR_027606.1 
ribosomal RNA, partial sequence 1311542 131304 
Gammaproteobacteria; Xanthomonadales; Xan 
118 gi|228715851|ref|NR_027540.1 

1316224 13177 
Micrococcineae; Trop 
118 gi|228721038|ref|NR_027601.1 
13438 

; Frankineae; 

118 gi|228719040|ref|NR_027578.1 


311198567 Ramli 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
574900 Bacteria_16S 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 
12261 Bacteria; Synergistetes; 
574900 Bacteria_16S 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequen 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
574900 Bacteria_16S 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenotherma 
574900 Bacteria_16S 


61 1201579 Amino 
ista 


ce 1233340 123481 
myce 
1240965 124241 
ceae 
80 Amycolatopsis 


1246931 124845 


1254345 125584 


Comamonadac 
NR_027531.1 


ceae; Aminob 


b 


Synergistaceae; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Nitrosomonas eutropha 
C91 Bacteria; 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Anaerotruncus 
truncus colihominis DSM 
ncus. 
Bordetella hinzii LMG 
13501 Bacteria; 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 
Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 
Aminobacterium 
acterium colombiense DSM 
acterium. 


56 gi|228718376|ref|NR_027573.1 
1175949 11773 
Clostridiaceae; Clostridium. 
56 gi|228717704|ref|NR_027566.1 
1178919 1180416 Nitrosomonas eutropha 
daceae; Nitrosomonas. 
118 gi|228717635|ref|NR_027565.1 
1180467 11819 
Victivallis. 
28 gi| 228717037 |ref|NR_027558.1 
1183485 1184849 Anaero 
Clostridiales; Ruminococcaceae; Anaerotru 
118 gi| 228715722 |ref|NR_027537.1 
1192457 1193978 Bordetella hinzii LMG 
Burkholderiales; Alcaligenaceae; Bordetella. 
118 gi|228715574|ref|NR_027535.1 
1195565 1197080 Denitr 
Deferribacteraceae; Denitrovi 
118 gi|228715504|ref|NR_027534.1 


NR_025405.1 
tales; Micro 


NR_025259.1 


; Sulfurihyd 
NR_025072.1 


Pseudonocar 
NR_025037.1 


Neochlamydi 
NR_024822.1 


io) 


Microbacterium 
7 Microbacterium 
coccineae; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Neochlamydia 
9 Neochlamydia 

Brevibacillus 
5 Brevibacillus 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 


es; Hyphomicrobiaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


thomonadaceae; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 
heryma. 


Geodermatophilus 


50 1345331 Geodermatophilus obscurus DSM 
Geodermatophilaceae; 


Nitrobacter 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 


574900 Bacteria_16S 


HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 
Lentisphaerae; Lentisphaerales; Lentisphaeraceae; 


HTCC2155 Bacteria; 
574900 Bacteria_16S 
strain MT1-641 16 
Proteobacteria; 
574900 Bacteria_16S 
naphthalenivorans 
CdJ2 Bacteria; 
574900 Bacteria_16S 
silvestris strain 
Bacteria; 
574900 Bacteria_16S 
strain L1-82 16S 
Bacteria; Firmicutes; 
574900 Bacteria_16S 

cynodontis JCM 97 


Clostridia; 


1371495 1371522 91 


1372911 1372966 1 


1376106 1376149 75 


1380512 1380555 75 


Proteobacteria; Alphaproteobacteria; 


1383560 1383603 75 


1401541 1401584 75 


33 16S ribosomal RNA, partial 


118 


56 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


118 


ribosomal RNA, partial sequence 
Clostridiales; 


gi 


gi 


gi 


CJ2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae 


BL2 16S ribosomal RNA, partial sequence 


cynodontis Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 
574900 Bacteria_16S 


antibioticus strain USAM 3C 16S ribosomal RNA, 
Gammaproteobacteria; 


antibioticus Bacteria; 
Lysobacter. 
574900 Bacteria_16S 


endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; 


Leifsonia. 


1428894 1428937 75 
Proteobacteria; 


1451802 1451845 75 


Micromonosporaceae; Micromonospora. 


574900 Bacteria_16S 
ruhlandii strain 
Bacteria; 
574900 Bacteria_16S 
strain SK-1T 16S 
Proteobacteria; 

574900 Bacteria_16S 
piechaudii strain 


574900 Bacteria_16S 


1456396 1456439 75 


1459219 1459262 75 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


1471471 1471514 75 


1480607 1480650 75 


118 gi|228717274|ref|NR_027561.1 

1380115 1381523 Methyl 

Rhizobiales; Beijerinckiaceae; Met 

118 gi|228716944|ref|NR_027557.1 

1383100 13845 

Lachnospiraceae; Roseburia. 

118 gi|228715351|ref|NR_027523.1 

sequence 1401111 1402554 Leifso 

Actinomycetales; Micrococc 

118 gi|224581439|ref|NR_027221.1 

partial sequence 1428427 142992 


118 


118 


118 


118 


118 


gi 


gi 


EY3918 16S ribosomal RNA, partial sequence 1 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


1458766 1 


gi 


gi 


1372563 


228718145 


228717983 


13740 


228717818 
13756 


224581419 
Actinomyc 


224581416 
4559 
Al 
224581413 
4602 
Enterobac 
224581405 


EY3860 16S ribosomal RNA, partial sequence 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; 


219878371 


denitrificans strain K601 16S ribosomal RNA, partial sequence 


denitrificans K60 
Alicycliphilus. 

574900 Bacteria_16S 
caeruleus subsp. 


Actinomycetales; 
574900 Bacteria_16S 
subsp. 
elongata subsp. 
Neisseria. 

574900 Bacteria_16S 


e 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial 
phosphitoxidans Bacteria; 


Desulfotignum. 
574900 Bacteria_16S 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, part 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 
ardia. 


Nocardiaceae; Noc 
574900 Bacteria_16S 
strain ATCC 35185 
Bacteria; Firmicutes; 
574900 Bacteria_16S 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 
matsumotoense Bacteria; Actinobacteria; Actinobacterida 


1 Bacteria; 


Clostridia; 


1494184 1494227 75 


1507636 1507679 75 


1516626 1516669 75 


Proteobacteria; 


1521091 1521134 75 


1524244 1524271 91 


1531804 1531847 75 


Micromonosporaceae; Micromonospora. 


574900 Bacteria_16S 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteri 


1533263 1533318 1 


Proteobacteria; 


118 


118 


elongata strain ATCC 25295 16S ribosomal RNA, 


118 


Deltaproteobacteria; 


118 


118 


118 


56 


Burkholderia; Burkholderia cepacia complex. 


574900 Bacteria_16S 


1572431 1572474 75 


118 


gi 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. caeruleu 
Micromonosporineae; Micromonosporaceae; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillone 


faecalis strain gc 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiale 


574900 Bacteria_16S 


1603215 1603258 75 


118 


Actinomycetales; Coryn 
gi|219857527|ref|NR_025115.1 
1523742 1525238 Seleno: 
llaceae; Selenomonas. 
gi|219857427|ref|NR_025015.1 
153135 
e; Actinomycetales; Microm 
gi|219857425|ref|NR_025013.1 
sequence 1532915 153432 
a; Burkholderiales; Burkho 
gi| 219857383 |ref|NR_024971.1 
1572032 1573475 Rhodop 
s; Bradyrhizobiaceae; Rh 
gi|219878475|ref|NR_025614.1 


comp 


Betaproteobacteria; 


219846703 


219846303 


219873435 
sequence 
De 


219857610 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


Xanthomonadales; 


Burkholderia 


RNA, partia 
s Bacteria; Actinobacteria; Actinobacteridae; 
Couchioplane 


lete sequence 
longata Bacteria; Proteobacteria; Betaproteobacteria; 


ial sequence 1520665 1 


ref|NR_027571.1 
1371035 137251 


ref|NR_027569.1 


Burkholder 
ref|NR_027567.1 
65 1377116 Polaro 


Xant 


ref|NR_027200.1 

1451367 145284 
etales; Micromon 
ref|NR_027197.1 


cali 
ref 


genaceae; Ac 
NR_027194.1 


teriaceae; Xenor 
ref|NR_027186.1 

1471041 147236 
les; Alcalig 
ref|NR_025510.1 

1480151 148165 
Burkholderiales; 
ref |NR_026295.1 
1 sequence 


Ss. 
NR_025893.1 

150715 
Neisserial 


ref 


ref|NR_025194.1 
1516159 151759 
sulfobacterales; 


NR_025199.1 
52215 


ref 


Lentisphaera. 


50 Burkholderia unamae MTI-641 


Lentisphaera 
2 Lentisphaera 


araneosa 
araneosa 
Burkholderia unamae 
Bacteria; 
ia. 

Polaromonas 
monas naphthalenivorans 
; Polaromonas. 

Methylocella 
ocella silvestris BL2 
hylocella. 

Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Micromonospora 
3 Micromonospora 


osporineae; 


Achromobacter 


66 1457283 Achromobacter ruhlandii 


hromobacter. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Couchioplanes 
1493762 1495216 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Nocardia 
6 Nocardia 
ebacterineae; 


Selenomonas sputigena 
monas sputigena 


Micromonospora 
9 1532864 Micromonospora 
onosporineae; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 


1602772 160426 


Brevibacterium 
4 Brevibacterium 


picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 

574900 Bacteria_16S 1628826 1628869 75 118 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 

strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

574900 Bacteria_16S 1653182 1653225 75 118 gi|219878439|ref|NR_025578.1| Thermomonas brevis 

strain R-13291 16S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

574900 Bacteria_16S 1654729 1654772 75 118 gi|219878438|ref|NR_025577.1| Thermomonas fusca 

strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

574900 Bacteria_16S 1667024 1667067 75 118 gi|219878430|ref|NR_025569.1| Escherichia albertii 

strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

574900 Bacteria_16S 1671629 1671672 75 118 gi|219878427|ref|NR_025566.1| Enterobacter cowanii 

strain 888-76 16S ribosomal RNA, partial sequence 1671187 1672548 Enterobacter cowanii Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

574900 Bacteria_16S 1697510 1697553 75 118 gi|219878409|ref|NR_025548.1| Microbacterium 

paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

Microbacterium. 

574900 Bacteria_16S 1725023 1725066 75 118 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 

strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

574900 Bacteria_16S 1735481 1735508 1 28 gi|219878384|ref|NR_025523.1| Actinomyces 

vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 

vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomycetaceae; Actinomyces. 

574900 Bacteria_16S 1747843 1747870 91 118 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 

strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

574900 Bacteria_16S 1755370 1755425 1 56 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 

strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

574900 Bacteria_16S 1811471 1811514 75 118 gi|219878328|ref|NR_025467.1| Curtobacterium 

flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 

574900 Bacteria_16S 1819148 1819191 75 118 gi|219878323|ref|NR_025462.1| Plantibacter flavus 

strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 

574900 Bacteria_16S 1820681 1820724 75 118 gi|219878322|ref|NR_025461.1| Curtobacterium 

herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 

herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

Curtobacterium. 

574900 Bacteria_16S 1822205 1822248 75 118 gi|219878321|ref|NR_025460.1| Agreia pratensis 


strain P 229/10 1 


haemolytica strai 


haemolytica Bacte 


Thermomonas. 


574900 Bacteria_16S 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 


strain DSM 11334 
Proteobacteria; 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


574900 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


574900 Bacteria_16S 


B 
574900 Bacteria_16S 


1834337 1834380 75 118 gi 
ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 
1849753 1849796 75 118 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


’ 


1866381 1866424 75 118 gi 
4 16S ribosomal RNA, partial sequence 


1897177 1897220 75 118 gi 
etaproteobacteria; Burkholderiales; Al 
1922446 1922501 1 56 gi 
train LMG6866 16S ribosomal RNA, parti 


acteria; Proteobacteria; Betaproteobac 


1922548 1922591 75 118 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


oc 
ue 


e; 


eq 
ia 


ca 


al 
te 


al 
te 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 
molinativorax str 
molinativorax Bac 
Microbacteriaceae 
574900 Bacteria_16S 


occin 


219878312 


nce 
Acti 


219878302 


uence 
Xan 


’ 


219878290 


18 


omonospori 
219878265 
16S ribosomal RNA, partial sequence 1896710 18982 


ligen 


219878246 


sequ 
ria; 


219878246 


sequ 
ria; 


1936243 1936286 75 118 gi 


219878237 


nitrativorans strain 23310 16S ribosomal RNA, partial sequence 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


eae; Microbacteriac 
ref|NR_025451.1 
1833888 183531 


nomycetales; Microc 


ref|NR_025441.1 

1849299 185079 
thomonadales; Xanth 
ref|NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025404.1 


659 


aceae; Bordetella. 
ref |NR_025385.1 
e 1922112 192356 


kholderiales; Bu 


enc 
Bur 


ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


enc 
Bur 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Gulosibacter 
7 Gulosibacter 
occineae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


ref|NR_025376.1 
1935800 193729 


Comamonas 
7 Comamonas 


574900 Bacteria_16S 
strain Se-1111R 1 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
574900 Bacteria_16S 1948504 1948547 75 118 gi 
foliorum strain P 333/02 16S ribosomal RNA, partial seq 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Microbacterium. 
574900 Bacteria_16S 
strain DSM 5000 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; E 
574900 Bacteria_16S 1997471 1997514 75 118 gi| 219878197 
strain DSM 30118 16S ribosomal RNA, partial sequence 1997016 19 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Entero 
574900 Bacteria_16S 1999010 1999053 75 118 gi| 219878196 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pr 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pr 
574900 Bacteria_16S 2032136 2032163 91 118 gi| 219878174 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 20 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicycl 
574900 Bacteria_16S 2041304 2041339 22 57 gi| 219878167 
broegbernensis strain B1616/1 16S ribosomal RNA, partial seque 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Pseudoxanthomonas 
574900 Bacteria_16S 
broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 
574900 Bacteria_16S 
nitritireducens s 
nitritireducens B 
Stenotrophomonas. 
574900 Bacteria_16S 
nitritireducens s 
nitritireducens B 
Stenotrophomonas. 
574900 Bacteria_16S 


1946967 1947010 75 118 gi| 219878230 


ca 
219878229 
uence 


tL 


’ 


1988204 1988247 75 118 gi| 219878203 


2041385 2041428 75 118 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


219878167 
1 seque 
teria; 
2042862 2042897 22 57 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


219878166 
quence 
cteria; 


2042943 2042986 75 118 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


219878166 
quence 
cteria; 


2044520 2044563 75 118 gi 
strain B1953/27.1 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
574900 Bacteria_16S 2055267 2055294 1 28 gi 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, par 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteri 
Streptomycetaceae; Streptomyces. 
574900 Bacteria_16S 2073674 2073717 75 118 gi 
defragrans strain 54Pin 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
574900 Bacteria_16S 2093513 2093556 75 118 gi 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial 

hydrothermalis Bacteria; Proteobacteria; Gammaproteobac 
Thermomonas. 
574900 Bacteria_16S 
strain P-1 16S ribosomal 
Firmicutes; Clostridia; 

574900 Bacteria_16S 


219878165 
20 
anthomo 
219878154 
tial se 
dae; Ac 


219878141 
ence 20 
riales; 
219878126 
sequence 

teria; 


2108714 2108757 75 118 

RNA, partial sequence 
Clostridiales; Clostridiaceae; 
2122404 2122447 75 118 gi 
strain AU2944 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
574900 Bacteria_16S 2160068 2160110 75 118 gi 
salitolerans strain PA 51 16S ribosomal RNA, partial se 
salitolerans Bacteria; Proteobacteria; Alphaproteobacte 
Swaminathania. 
574900 Bacteria_16S 2161574 2161617 75 
strain F829 16S ribosoma 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
574900 Bacteria_16S 2178379 2178422 75 118 gi 
henchirensis strain TMB834 16S ribosomal RNA, partial s 
henchirensis Bacteria; Proteobacteria; Betaproteobacter 
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taiwanensis strain CB-226 16S ribosomal RNA, partial se 
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hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 


574900 Bacteria_16S 2246491 2246534 75 118 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 2261969 2262012 75 118 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

574900 Bacteria_16S 2265088 2265131 75 118 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 

574900 Bacteria_16S 2289367 2289394 1 28 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

574900 Bacteria_16S 2299864 2299903 79 118 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

574900 Bacteria_16S 2301328 2301371 75 118 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

574900 Bacteria_16S 2304428 2304471 75 118 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

574900 Bacteria_16S 2305886 2306008 4 118 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

574900 Bacteria_16S 2307527 2307570 75 ite gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

574900 Bacteria_16S 2311960 2312015 1 56 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

574900 Bacteria_16S 2315072 2315115 75 118 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
strain KCTC 12005 16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

574900 Bacteria_16S 2317978 2318013 22 57 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
574900 Bacteria_16S 2318059 2318102 75 118 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
574900 Bacteria_16S 2319570 2319605 22 57 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

574900 Bacteria_16S 2319651 2319694 75 118 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

574900 Bacteria_16S 2349723 2349766 75 118 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

574900 Bacteria_16S 2351251 2351278 91 118 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

574900 Bacteria_16S 2352755 2352798 75 118 gi|219857492|ref|NR_025080.1| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
574900 Bacteria_16S 2357394 2357437 75 118 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

574900 Bacteria_16S 2358921 2358952 87 118 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

574900 Bacteria_16S 2410592 2410635 75 118 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

574900 Bacteria_16S 2451599 2451634 1 36 gi|219857418|ref|NR_025006.1| Seinonella 


peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 


peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; 


2451243 2452743 Seinonella 
Seinonella. 


574900 Bacteria_16S 2453144 2453199 1 56 gi 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partia 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoac 
574900 Bacteria_16S 2514973 2515020 9 56 gi 
strain Z 16S ribo 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
574900 Bacteria_16S 2543181 2543224 75 118 gi 
palleronii strain CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria 
574900 Bacteria_16S 2544738 2544781 75 118 gi 
strain CCUG 2113 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
574900 Bacteria_16S 2546294 2546337 75 118 gi 
strain ATCC 19624 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
574900 Bacteria_16S 2564578 2564633 1 56 gi 
acidaminophilum strain DSM 3953 16S ribosomal RNA, part 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clost 
574900 Bacteria_16S 2567730 2567773 75 118 gi 
strain AN1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
574900 Bacteria_16S 2575485 2575528 75 118 gi 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial 
asinigenitalis Bacteria; Proteobacteria; Betaproteobact 
574900 Bacteria_16S 2636875 2636918 75 118 gi 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
574900 Bacteria_16S 2644628 2644671 75 118 gi 
intermedia strain S1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
574900 Bacteria_16S 2661174 2661217 75 118 gi 
multivorans strain DM13 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
574900 Bacteria_16S 2676138 2676181 75 118 gi 
strain Pd55 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nau 
574900 Bacteria_16S 2677624 2677667 75 118 gi 
strain MS1-3 16S ribosomal RNA, partial sequence 
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ti 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
574900 Bacteria_16S 2713398 2713425 1 28 gi| 219857179 |ref|NR_024807.1 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 27145 

Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

574900 Bacteria_16S 2719596 2719639 75 118 gi|219857175|ref|NR_024803.1 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 272065 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Nocardia. 

574900 Bacteria_16S 2722537 2722592 1 56 gi|219857173|ref|NR_024801.1 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

574900 Bacteria_16S 2724184 2724227 75 118 gi|219857172|ref|NR_024800.1 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
574900 Bacteria_16S 2730228 2730255 1 28 gi|219857167|ref|NR_024795.1 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystacea 
574900 Bacteria_16S 2739249 2739292 75 118 gi|219857161|ref|NR_024789.1 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermo 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; T 
574900 Bacteria_16S 2743699 2743742 75 118 gi|219857158|ref|NR_024786.1 
strain T7 16S ribosomal RNA, partial sequence 2743252 27447 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
574900 Bacteria_16S 2747889 2747916 1 28 gi| 219857155 |ref|NR_024783.1 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
574900 Bacteria_16S 2749401 2749444 75 118 gi|219857154|ref|NR_024782.1 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 275045 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
Diaphorobacter. 
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acteria; Gammaproteobacteria; Xanthomo 
2852348 2852391 75 118 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
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574900 Bacteria_16S 


16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857116 
16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857115 
16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857114 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
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28518 
dales; X 


219856889 
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tial seq 
acteria; 


2861633 2861676 75 118 gi 


219856883 


lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 


Cc 


my: 


ref |NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref |NR_024748.1 
2794179 279557 
lostridiaceae; Alkaliphilus. 
ref|NR_024747.1| Actinoplanes 
e 2795622 2797094 Actinoplanes 
ales; Micromonosporineae; 


Alicyclobacillus 
lobacillus herbarius 


Alkaliphilus 
1 Alkaliphilus 


ref|NR_024745.1 
36 Actinoplanes 


Actinoplanes lobatus 
lobatus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 

2804752 2806224 Actinoplanes 
cetales; Micromonosporineae; 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 
neae; Micromonosporaceae; 


v 


ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024714.1 
2842551 284406 
ales; Streptomyc 


Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Kitasatospora 

5 Kitasatospora 

ineae; 


v 


ref|NR_024711.1| Delftia acidovorans 

14 Delftia acidovorans Bacteria; 

ae; Delftia. 

ref|NR_024709.1 
2850317 285183 

monadales; Pseud 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


ref|NR_024709.1 
2850317 285183 
monadales; Pseud 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref |NR_024703.1 
uence 285967 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas geniculata 
monas geniculata 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudomonas 
1 2861120 Pseudomonas 
Rhizobiales; Bradyrhizobiaceae. 
ref|NR_024702.1| Curvibacter 
2861171 2862678 Curvibacter 


574900 Bacteria_16S 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


Firmicutes; 


Clostridia; 
574900 Bacteria_16S 

capillaceus strain K95-5561 16S ribosomal RNA, 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 


2887920 2887947 91 


Clostridiales; 
2890939 2890982 75 


Micromonosporaceae; Actinoplanes. 


574900 Bacteria_16S 


strain CM-10 16S 


strain CM-01 16S 


Microbacteriaceae; 


strain IFO 15616 


japonensis strain 
Bacteria; 


japonensis strain 
Bacteria; 


multivorum strain 


Acidiphilium. 


574900 Bacteria_16S 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 


Firmicutes; 


2893984 2894027 75 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 


2895479 2895522 75 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycetocola. 
574900 Bacteria_16S 


2896973 2897016 75 


2903048 2903091 75 


2906111 2906154 75 


2921535 2921578 75 


Clostridia; 


2922990 2923025 22 


2923071 2923114 75 


2936460 2936503 75 


2941005 2941048 75 


Micromonosporaceae; Virgisporangium. 


574900 Bacteria_16S 
YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


ochraceum strain 


2942521 2942564 75 


Micromonosporaceae; Virgisporangium. 


574900 Bacteria_16S 
strain JCM1234 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
574900 Bacteria_16S 
strain JCM6051 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


cloacae complex. 


574900 Bacteria_16S 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 295711 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
574900 Bacteria_16S 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


Microbacteriaceae; 


saperdae Bacteria; 
Microbacterium. 


574900 Bacteria_16S 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


luteolum Bacteria; 
Microbacterium. 


574900 Bacteria_16S 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
574900 Bacteria_16S 
strain 801 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
574900 Bacteria_16S 
strain BSB411 16S ribosomal RNA, 


2951657 2951700 75 


2953155 2953198 75 


2956120 2956163 75 


2957579 2957622 75 


2959039 2959082 75 


2966727 2966770 75 


3006418 3006461 75 


3013958 3014001 75 


118 


118 


118 


118 


118 


118 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
574900 Bacteria_16S 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
574900 Bacteria_16S 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 
ruminantium Bacteria; 
574900 Bacteria_16S 


118 


118 


Clostridiales; 


57 


12-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
574900 Bacteria_16S 


118 


12-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
574900 Bacteria_16S 
AIU 301 16S ribosomal RNA, 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


118 


complete sequence 


118 


118 


118 


118 


118 


118 


118 


118 


118 


118 


complete sequence 


partial 


Xanthomonadales; X 


gi| 219856864 


219856862 
sequence 


gi 


gi| 219856860 
2893553 28949 


Micrococcineae; 


gi| 219856859 
2895048 28964 


Micrococcineae; 


gi|219856858 


gi|219856854 


219856852 
29056 


gi 
gi| 219856842 


Euba 
219856841 
29226 


gi 


219856841 
29226 


gi 


gi| 219856832 
Rhodosp 
gi| 219856829 
Actinomyc 
gi| 219856828 


gi| 219856822 
2951208 29526 


gi| 219856821 
2952708 29541 


gi| 219856819 


gi|219856818 


gi|219856817 


gi| 219846946 


gi|219846919 
3005987 30074 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_024683.1 


ref|NR_024681.1 


ref|NR_024679.1 


ref |NR_024678.1 


ref|NR_024677.1 


ref |NR_024673.1 


ref |NR_024671.1 
eae; 
ref|NR_024661.1 

2921059 292256 
cteriaceae; 
ref|NR_024660.1 


anthomonadaceae; 
ref|NR_024660.1 


anthomonadaceae; 
ref|NR_024651.1 

2936039 293748 
irillales; 


ref|NR_024648.1 
2940579 294204 
etales; 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 
29 Enterobacter 
teriaceae; Enter 


ref|NR_024638.1 


Micro 


ref |NR_024637.1 
2957165 295857 
les; Micrococcin 


ref |NR_024636.1 

2958622 296006 
les; Micrococcin 
ref|NR_026538.1 


Dicke 


ref|NR_026511.1 


; Microbacteriac 


gi|219846914 


Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 
Eubacterium. 


Actinoplanes 


2890502 2891958 Actinoplanes 
Micromonosporineae; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 
Microbacteriaceae; Mycetocola. 


Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 
Microbacteriaceae; Mycetocola. 


Mycetocola 


2896542 2897985 Mycetocola 
Micrococcineae; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 
; Microbacteriaceae; 


Pseudoclavibacter. 
Williamsia maris 


66 2907143 Williamsia maris Bacteria; 
Williamsiaceae; 


Williamsia. 
Eubacterium 
6 Eubacterium 


Eubacterium. 


Pseudoxanthomonas 


17 2924080 Pseudoxanthomonas japonensis 


Pseudoxanthomonas. 
Pseudoxanthomonas 


17 2924080 Pseudoxanthomonas japonensis 


Pseudoxanthomonas. 
Acidiphilium 
9 Acidiphilium 


Acetobacteraceae; 


Virgisporangium 
7 Virgisporangium 


Micromonosporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 
Microbacterium 

4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 


ref|NR_026506.1 


Acidovorax defluvii 


3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


574900 Bacteria_16S 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Gordonia. 
574900 Bacteria_16S = 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 306946 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; 


Gordoniaceae; 


3022968 3023011 75 


3068420 3068463 75 


Microbacteriaceae; Microbacterium. 


574900 Bacteria_16S 


3071419 3071462 75 


118 


118 


118 


gi|219846908 


219846876 


gi 


gi|219846874 


sequence 


Actinomycetales; 


ref|NR_026500.1 
3022528 302398 


ref|NR_026468.1 


ref|NR_026466.1 


Gordonia 
4 Gordonia 


Corynebacterineae; 


Microbacterium 
0 Microbacterium 


Micrococcineae; 


Methylocella palustris 


strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
574900 Bacteria_16S 
n RH-8 16S ribosomal RNA, partial sequence 30784 
acteria; Deltaproteobacteria; 
574900 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


propionica strain 
Bacteria; Proteob 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


574900 Bacteria_16S 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gifhornensis Bact 
Micromonosporacea 


574900 Bacteria_16S 


strain Nl 16S rib 


resistens strain 
resistens Bacteri 
Microbacterium. 


574900 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


574900 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


574900 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; G 


574900 Bacteria_16S 


strain LMG 8678 1 
Proteobacteria; G 


574900 Bacteria_16S 


strain LMG 947 16 
Proteobacteria; G 


574900 Bacteria_16S 


strain LMG 673 16 
Proteobacteria; G 


574900 Bacteria_16S 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


574900 Bacteria_16S 


strain LMG 690 16 
Proteobacteria; G 


574900 Bacteria_16S 


strain LMG 733 16 
Proteobacteria; G 


574900 Bacteria_16S 


strain LMG 847 16 
Proteobacteria; G 


574900 Bacteria_16S 


strain LMG 8670 1 
Proteobacteria; G 


574900 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; G 


3078935 3078962 91 


3080511 3080538 91 


3082087 3082114 91 


teria; Proteobacteria; 


3103012 3103055 75 


e; Verrucosispora. 
3108960 3109003 75 


osomal RNA, 


3115043 3115086 75 
DMMZ 17 
a; 


3124140 3124183 75 
ain DSM 
teria; 


3125629 3125672 75 
in DSM 
eria; 


3181592 3181635 75 


ammaproteobacteria; 
3183144 3183187 75 


ammaproteobacteria; 
3184696 3184739 75 


ammaproteobacteria; 
3186248 3186291 75 


ammaproteobacteria; 
3187800 3187843 75 
n LMG 9 
ria; Proteobacteria; 
3189352 3189395 75 


ammaproteobacteria; 
3190904 3190947 75 


ammaproteobacteria; 
3192456 3192499 75 
S ribos 
ammaproteobacteria; 
3194006 3194049 75 


ammaproteobacteria; 
3195558 3195601 75 
S ribos 
ammaproteobacteria; 


574900 Bacteria_16S 


3196960 3197015 1 


complete sequence 
Proteobacteria; Alphaproteobacteria; 
574900 Bacteria_16S 


118 


118 


U-8 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
574900 Bacteria_16S 


118 


ain K-119 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


118 


118 


Rhodobacterales; 


118 


10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


118 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


118 


5458 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


118 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


118 


6S ribosomal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


118 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


118 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


118 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


118 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


118 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


118 


omal RNA, partial sequence 
Xanthomonadales; 


118 


6S ribosomal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


118 


omal RNA, partial sequence 
Xanthomonadales; 


56 


Desulfurellales; 


Desulfurellales; 


gi| 219846869 


219846868 
30800 


gi 


gi|219846867 


gi|219846853 


gi| 219846849 
3108566 31099 


gi|219846845 
gi|219846839 
Rhiz 
219846838 


sequence 
Rhizo 


gi 


gi| 219846800 
3181138 31826 
219846 


gi 799 


gi|219846798 
3184240 31857 


gi|219846797 
3185792 31872 

Xanthomonad 
219846796 


gi 
Xantho: 


gi|219846795 
3188896 31903 
Xanthomonad 
gi|219846794 
3190448 31919 
Xanthomonad 
gi|219846793 
3192000 31935 
Xanthomonad 
gi|219846792 
Xanthomonad 
gi|219846791 
3195102 31966 

Xanthomonad 


Desulfurellaceae; 


Desulfurellaceae; 


Desulfurellales; 


Actinomycetales; 


Rhodobacteraceae; 


sequence 3 


Methylocella. 
ref|NR_026461.1 
57 3079982 Desulf 


ref|NR_026460.1 
33 3081558 Desulf 


ref|NR_026459.1 

3081609 308313 
Des 
ref|NR_026445.1 
102586 310404 


w 


ref|NR_026441.1 
Rhodovulu: 
ref |NR_026437.1 

3114620 311608 
Micrococci 


ref |NR_026431.1 
123738 312518 
obiales; Hyphomi 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


Ww 


ref|NR_026392.1 
Xanthomon 
ref|NR_026391.1 
Xanthomon 
ref|NR_026390.1 
Xanthomon 
ref|NR_026389.1 
aceae; Xanthomon 
ref|NR_026388.1 
187344 318884 
monadales; Xanth 


w 


ref |NR_026387.1 


aceae; Xanthomon 
ref |NR_026386.1 


aceae; Xanthomon 
ref|NR_026385.1 


aceae; Xanthomon 
ref|NR_026384.1 


aceae; Xanthomon 
ref |NR_026383.1 


aceae; Xanthomon 


gi|219846790 


sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Verrucosispora 
7 Verrucosispora 


Micromonosporineae; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 


robiaceae; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 


ref|NR_026382.1 
196654 319807 


w 


Sandaracinobacter 
0 Sandaracinobacter 


Sandaracinobacter. 


574900 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; Sp 


574900 Bacteria_16S 


lividum strain DS 


Bacteria; Proteob 


574900 Bacteria_16S 


sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphing 
3218084 3218127 75 118 gi| 219846775 |ref|NR_026367.1 
ribosomal RNA, partial sequence 3217640 32191 
hingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 
3220996 3221051 1 56 gi| 219846773 |ref|NR_026365.1 
M 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthi 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
3263339 3263382 75 118 gi| 219846745 |ref|NR_026337.1 
n IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 326438 


australicum strai 
australicum Bacte 


574900 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; 


strain ATCC 29903 
Proteobacteria; 


paludosum strain 
paludosum Bacteri 


574900 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


574900 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


574900 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


574900 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


574900 Bacteria_16S 


strain LMG 5743 1 
Proteobacteria; 


strain LMG 5047 1 
Proteobacteria; G 


574900 Bacteria_16S 


strain LMG 708 16 
Proteobacteria; G 


574900 Bacteria_16S 


strain LMG 538 16 
Proteobacteria; G 


574900 Bacteria_16S 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


574900 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


574900 Bacteria_16S 


strain DSM 44140 


G 
574900 Bacteria_16S 


G 
574900 Bacteria_16S 


G 
574900 Bacteria_16S 


ria; Proteobacteria; Alphaproteobacter 
3270908 3270951 75 118 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3272446 3272489 75 118 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3278501 3278544 75 118 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3280020 3280063 75 118 gi 
ridia; Clostridiales; Eubacteriaceae; 
3281539 3281582 75 118 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
3283063 3283106 75 118 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3284588 3284631 75 118 gi 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3295277 3295320 75 118 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


3296805 3296848 75 118 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3321026 3321148 4 118 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


574900 Bacteria_16S 


strain DSM 43039 


3331785 3331828 75 118 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


574900 Bacteria_16S 


strain DSM 43151 


3333280 3333323 75 118 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


574900 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


574900 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


3334774 3334817 75 118 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
3337699 3337821 4 118 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


574900 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 


3339211 3339333 4 118 gi 


Clostrid 


E 


E 


es 


Ac 


s 


es 


ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
3289098 3289141 75 118 gi|219846728|ref|NR_026320.1 
6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
3290623 3290666 75 118 gi| 219846727 |ref|NR_026319.1 
6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
3292175 3292218 75 118 gi|219846726|ref|NR_026318.1 
S ribosomal RNA, partial sequence 3291719 32932 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
3293727 3293770 75 118 gi|219846725|ref|NR_026317.1 


3293271 32947 


an 


en 
sp 


ne 


1 
; 


al 
e; 


ia 
219846740 


219846739 


219846735 
qu 


219846734 
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austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCG 
GTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCCAACCCGCG 
AGGGGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTG 
AATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATT 
CATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTDTTCTCGAGCTTATTCCGCATACATTGAAGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACATG 
TCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTATAGGGTTGGCCGATGG 
CTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAA 
GAAATCCTTGGTTCTAATATAACCGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAA 
TCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGCTAAGACCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTGACTGGCAGGCTAGAGTAT 
GGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCAC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGT 
GAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGATTGACGGGGACCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAA 
ACCTTACCTACCCTTGACATGGTCGGAATCCTGCTGAGAGGTGGGAGTGCTCGAAAGAGAACCGATACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGA 
CGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACCGATC 
GTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCG 
CCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGTA 
GCCGTATCGGAAAGGTGCGGCTGGATCACCTCCTTTCCAGAGCTTCTCGCAAAATTGAGCGCTCACGCTTATCGGCTGTTAATTAAAAACAAACTNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATAC 
ATCGGAACATGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCCACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTATAGGG 
TTGGCCGATGGCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTT 
TTGTCCGGAAAGAAATCCTTGGCTCTAATACAGTCGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGCTAAGACCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTGACTGGCA 
GGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGA 
CGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGT 
AGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGACCGCACAAGCGGTGGATGATGTGGATTAATTCGATG 
CAACGCGAAAAACCTTACCTACCCTTGACATGGTCGGAATCCTGCTGAGAGGCGGGAGTGCTCGAAAGAGAACCGGCGCACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCA 
GAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCT 
TGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGT 
CGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTT 
TGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTG 
GGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATATTTCCTTTTGGTCGCATGGCTGGGAGGGGAAAGCTTTTGCGGTGTGGGA 
TGGGCCCGCGGCCTATCAGCTTGTTGGTGAGGTTATGGCTTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGTGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAATAGGGACGAAGCGCAAGTGACGGTACCTATAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTA 
CTGGGCGTAAAGAGCTCGTAGGTGGTGTGTCGCGTCGTCCGTGAAAACTCACAGCTTAACTGTGGGCGTGNGGGCGATACGGGCAGACTTGAGTACTGCAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCCGTGGCGAAGGCGGGTCTCTNGGCAGTAACTGACGCTGAGGAGCGAAAGCGTG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTA 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCT 
TACCTGGGTTTGACATGCACAGGACGACTGCAGAGATGTGGTTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGCGTTATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAC 
GTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTC 
TCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCANCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGANCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACA 
AGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTAGAGTTTGATC 
CTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAGAGATGAGAAGCTTGCTTCTTATCGATTCGAGTGGCAAACGGGTGAGTAAC 
GCGTAAGCAACCTGCCCTTCAGATGGGGACAACAGCTGGAAACGGCTGCTAATACCGAATACGTTCTTTTTGTCGCATGGCAGAGGGAAGAAAGGGAGGCTCTTC 
GGAGCTTTCGCTGAAGGAGGGGCTTGCGTCTGATTAGCTAGTTGGAGGGGTAACGGCCCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACA 
TTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGACGGCC 
TTCGGGTTGTAAAGTTCTGTTATACGGGACGAATGGCGTACGGGTCAATACCCGTTACGAGTGACGGTACCGTAAGAGAAAGCCACGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGCGTCGTAAGTCGGTCTTAAAAGTGCGGGGCTTAACCCCGT 
GAGGGACCGAAACTGCGATGCTAGAGTATCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGC 
TTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGATACTAGGTGTAGGAGGT 
ATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGCCTTGACATTGATTGCTATGGATAGAGATATCCAGTTCCTCTTCGGAGGACAAGAAAACAG 
GTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCTGTTACCAGCGAGTTAAGTCGGGGACTCAG 
GAGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGGCTTGGGCTACACACGTACTACAATGGCTCTTAATAGAGGG 
AAGCGAAGGAGCGATCCGGAGCAAACCCCAAAAACAGAGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCAGGAATCGCTAGTAATCGCAGGTCA 
GCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGAATCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGA 
TCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACATGAAGCCCAGCTTGCTGGGCGGATTAGCGGCGAACGGGTGAGTAACACGTGGG 
TGATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCATGGGATGCATGTCCTGGTGGTGGAAAGGTTTATCGGTGCAGGATG 
AGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTC 
AGCAGGGACGAAGCGCAAGTGACTGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACT 
GGGCGTAAAGAGTTCGTAGGCGGTTTGTCGCGTCGTGTGTGAAATCCCGCAGCTCAACTGCGGGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGA 
CTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAACGAAAGCGTGGG 
TAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGACCCGTGCCGTAGCTAACGCATTAAGCGCC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTA 


574900 Bacteria_16S 3340815 3340858 75 118 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

574900 Bacteria_16S 3343861 3343904 75 118 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

574900 Bacteria_16S 3345389 3345432 75 t18 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

574900 Bacteria_16S 3346915 3346958 75 its gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

574900 Bacteria_16S 3348441 3348484 75 118 gi|219846685|ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

574900 Bacteria_16S 3351498 3351541 75 118 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
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6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 


oc 
219846667 
6S ribosomal RNA, partial sequence 3374001 33754 
ce 
219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 


oc 
219846635 


no 
219846613 
en 
ne 
219846612 
6S ribosomal RNA, partial sequence 3445905 34473 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
574900 Bacteria_16S 
acetireducens str 


no 
219846587 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
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Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 


ref|NR_026158.1 


Rathayibacter tritici 


strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
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ammaproteobacteria; Enterobacteriales; 
3670121 3670164 75 118 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3671628 3671671 75 118 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673137 3673180 75 118 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


e 


ti 


3674642 3674685 75 118 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3713840 3713883 75 118 gi 
rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 

3761434 3761489 1 56 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3768864 3768907 75 118 gi 
species tessellarius strain 78181 16S 


gi 


E 


gi 


v 


ri 


219846565 
16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_1 


oc 
219846564 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 


oc 
219846559 
6S ribosomal RNA, partial sequence 3524935 35264 
cl 
219846519 
en 
ne 
219846517 
nc 
el 
219846459 


ct 
219846458 
3668184 36696 
E 
219846457 
3669690 36711 
E 
219846456 


ct 
219846455 


te 


219846454 
3674212 36756 


219846427 
eq 


ae 


219846391 
3761076 37625 


219846385 


ref|NR_026157.1 


7 Mi 
ref 


crobacteriac 
NR_026156.1 


occineae 


7 Mi 
ref 


crobacteriac 
NR_026151.1 


occineae 


ostridium. 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 


ref|NR_026049.1 


ce 35844 
llaceae; 


e 35875 
lales; D 


36666 


eriales; 


teri 
ref 


nterobac aceae; Erwin 


NR_026048.1 
nterobacteriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref|NR_026046.1 
nce 367270 
erobacteriales; 


36711 
eriales; 


al seque 
ria; Ent 


ref |NR_026045.1 


nterobacteriaceae; Panto 
ref|NR_026018.1 

3713443 371485 
mycetales; Micro 


uence 
Actino: 


’ 


ref |NR_025982.1 


Geobacterace 
ref 
RNA, 


ae; Geobacte 
NR_025976.1 


bosomal partial seq 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Clostridium colinum 


07 Clostridium colinum Bacteria; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Desulfurella 
urella acetivorans 

Desulfurella. 

Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Actinoplanes 

3 Actinoplanes 

monosporineae; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


ae 
Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


574900 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; B 


574900 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


574900 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


574900 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


574900 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


574900 Bacteria_16S 


parapertussis str 
parapertussis Bac 


574900 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


574900 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


574900 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


ia; Rickettsiales; Anaplasmataceae; Ehrl 
3789986 3790029 75 118 gi 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
3794541 3794584 75 118 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3803620 3803663 75 118 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3805134 3805177 75 118 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3806648 3806691 75 118 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3808110 3808153 75 118 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3841620 3841663 75 118 gi 
H200 16S ribosomal RNA, complete sequenc 
tes; Clostridia; Halanaerobiales; Halana 


ma. 


ca 


ue 
ri 


s 
er 


en 
ob 


Micrococcineae; Microbacteriaceae; Clavibacter. 

3770423 3770466 75 118 gi| 219846384 |ref|NR_025975.1 
ibosomal RNA, partial sequence 3769978 37714 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

3788424 3788479 1 56 gi|219846371|ref|NR_025962.1 


3788062 3789489 Ehrli 


219846370 
3789540 37910 


219846367 
3794096 37955 


219846360 


3803146 38046 


219846359 


219846358 


219846357 


219846334 


chia muris Bacte 
ichia. 
ref|NR_025961.1 
15 Acholeplasma 
Acholeplasma. 


ref|NR_025958.1 


aceae; 


Polaromonas 
NR_025951.1 


monadace z 


ae; 
ref 
ligenaceae; Bordetella. 
ref|NR_025950.1 
3804660 380612 
olderiales; Alca 
ref|NR_025949.1 

3806174 380763 
holderiales; Alc 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 


nce 
a; Burkh 
equence 

ia; Burk 


ce 38076 
acterale 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 
aligenaceae; Bordetella. 
Campylobacter 

obacter helveticus 
aceae; Campylobacter. 


ref |NR_025924.1 
e 3841123 3842666 Halana 
erobiaceae; 


Halanaerobium 
erobium lacurosei 


Halanaerobium. 


574900 Bacteria_16S 


cellulolyticus st 


cellulolyticus Bacteria; 
574900 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


strain Gl 16S rib 
Proteobacteria; 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


574900 Bacteria_16S 


strain OP 16S rib 


G 


3852156 3852199 75 


Firmicutes; 


3911949 3911992 75 


3913361 3913404 75 


3917692 3917735 75 


e; Spirilliplanes. 


3941925 3941968 75 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
574900 Bacteria_16S 
rain YU 127-1 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 


osomal RNA, partial sequence 


118 


118 


118 


118 


118 


gi 


rain CD2 16S ribosomal RNA, partial se 


Clostridia; Clostr 


gi 


ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
574900 Bacteria_16S 


gi 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


574900 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


strain PW2 16S ri 


3943386 3943429 75 


3944845 3944888 75 


bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


574900 Bacteria_16S 


strain Lhet2 16S 


3946306 3946349 75 


n TFC 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 
574900 Bacteria_16S 


219846327 
quence 

idiales; 
219846286 
uence 
eria; 
219846285 
3912908 39143 
Enterobacteri 
219846282 


ae; 


219846264 
3941522 39429 


ref|NR_025917.1 

3851732 385319 
Ruminococcaceae; 
ref|NR_025876.1 

3911550 391285 
obiales; 
ref|NR_025875.1 


Rhiz 


aceae; 
ref|NR_025872.1 
sequence 3917267 391873 
Actinomycetales; 


ref|NR_025854.1 
34 Acidiphilium 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 

Agromonas 
7 Agromonas 


Bradyrhizobiaceae; Agromonas. 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 
Xenorhabdus. 


Spirilliplanes 
6 Spirilliplanes 


Micromonosporineae; 


Acidiphilium rubrum 


rubrum Bacteria; 


Acetobacteraceae; Acidiphilium. 
118 gi|219846263|ref|NR_025853.1| Acidiphilium 
3942985 3944397 Acidiphilium organovorum 
Rhodospirillales; Acetobacteraceae; Acidiphilium. 
118 gi|219846262|ref|NR_025852.1| Acidocella facilis 
3944448 3945854 Acidocella facilis Bacteria; 
Acetobacteraceae; Acidocella. 
118 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 


ribosomal RNA, partial sequence 


3945905 39473 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


574900 Bacteria_16S 


strain KLB 16S ri 


3947771 3947814 75 


bosomal RNA, partial sequence 


118 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


574900 Bacteria_16S 


strain 101 16S ri 


3949228 3949271 75 


bosomal RNA, partial sequence 


118 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


574900 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


574900 Bacteria_16S 


strain 25-4 16S r 
Proteobacteria; G 


chungwhensis stra 
chungwhensis Bact 
Salinimonas. 


574900 Bacteria_16S 


strain CLN-1 16S 
Proteobacteria; B 
tainanensis strai 
Bacteria; Proteob 


574900 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


574900 Bacteria_16S 
permense strain VKM Ac-2 


permense Bacteria 
Brevibacterium. 


574900 Bacteria_16S 


strain KMM 3637 1 


Actinobacteria; Actinoba 
574900 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; 


insolitus strain 
insolitus Bacteri 


574900 Bacteria_16S 
strain G2 16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 
574900 Bacteria_16S 


Firmicutes; Bacil 


strain 34633 16S 


Betaproteobacteria; 
574900 Bacteria_16S 


3962777 3962820 75 


3999529 3999572 75 


4005513 4005556 75 


eria; Proteobacteria; 


4081247 4081290 75 


4100583 4100638 1 

n S1 16S ribosomal RNA, 
acteria; 
4106782 4106825 75 


icutes; 
4112853 4112896 75 
280 16S 


4120406 4120449 75 
6S ribo 


4175786 4175829 75 
6S ribo 


4177271 4177314 75 
LMG 600 
a; 


4197106 4197133 91 


4222803 4222846 75 


4230289 42303161 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
219846225 
ibosomal RNA, partial sequence 3999120 40005 
ammaproteobacteria; Xanthomonadales; Xan 
574900 Bacteria_16S 
in BH030046 16S ribosomal RNA, partial 


Gammaproteobacteri 


ibosomal RNA, partial sequence 


ribosomal RNA, 
; Actinobacteria; Actinobacteridae; Acti 


118 


118 


118 


118 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Tepi 
574900 Bacteria_16S 


56 


complete sequenc 


118 


118 


118 


118 


118 


118 


118 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 
574900 Bacteria_16S 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 


28 


gi 


gi 


gi 


gi 


4080799 40 


gi 


Betaproteobacteria; Neisseria 


gi 


gi 


partial 


gi 


gi 


gi 


gi 


gi 


gi 


Ac 


Ac 


Ac 


s 


le 


se 


B 


219846260 
3947368 39487 


219846259 
3948831 39502 


219846250 
3962329 39637 


219846221 


219846165 


219846152 


219846148 
4106362 41 
Acholeplasmatales; Acholeplasmat 
219846142 


219846137 
somal RNA, partial sequence 4119951 41214 
cteridae; Actinomycetales; Microc 
219846096 
somal RNA, partial sequence 4175338 41767 
Burkholderiales; Alca 
219846095 
3 16S ribosomal RNA, partial sequ 
Proteobacteria; Betaproteobacteria; 
219846077 
4196627 41980 


219846056 
4222451 42238 


17 Acidiphilium 
etobacteraceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
etobacteraceae; Acidiphi 
ref|NR_025849.1 


etobacteraceae; Acidocel 
ref|NR_025840.1 


Rhodoferax. 
ref|NR_025815.1 
thomonadaceae; Silanimon 
ref |NR_025811.1 
equence 4005071 400647 
a; Alteromonadales; Alte 
ref|NR_025755.1 
822 
dimonas. 
ref|NR_025742.1 
22 4101735 Chitin 
Neisseriaceae; Chitin 
ref|NR_025738.1 
07818 Acholeplasma 
Acholeplasma. 

ref|NR_025732.1 
quence 4112427 411388 
nomycetales; Micrococcin 


e 41002 


S; 


aceae; 


ref|NR_025727.1 
occineae; Brevibacteriac 
ref|NR_025686.1 
83 Achromobacter 
ligenaceae; Achromobacte 
ref|NR_025685.1 
ence 4176834 417830 
urkholderiales; Alcalige 
ref|NR_025667.1 
08 Anoxybacillus 


ref |NR_025646.1 


izobiaceae; Afipia. 


219846048 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Salinimonas 
7 Salinimonas 
romonadaceae; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Chitinibacter 
ibacter tainanensis 
ibacter. 

Acholeplasma pleciae 


pleciae Bacteria; 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Achromobacter spanius 
spanius Bacteria; 

rae 

Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 
Anoxybacillus gonensis 
gonensis Bacteria; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


ref|NR_025638.1 


Desulfotomaculum 
4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


Peptococcaceae; 


Desulfotomaculum. 


574900 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


574900 Bacteria_16S 


strain R18165 16S 


574900 Bacteria_16S 


strain U 5/41 16S 


Proteobacteria; G 


574900 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


574900 Bacteria_16S 


tunicata strain D 
Proteob 
Pseudoalteromonas. 


Bacteria; 


ribosomal RNA, 


4234900 4234943 75 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


4237927 4237954 91 


4245406 4245449 75 


3542 3572 88 


9387 9417 88 


118 


118 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


118 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


118 


118 


gi 


4234473 42358 


gi 


4237444 42389 
Actinomycineae 


gi 


4244934 42463 


gi 


16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Legionellacea 


gi 


2 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Alteromonadales; P 


219846045 
Enterobac 
219846043 
219722938 
Enterobac 
265679061 
4533 


265679057 
8961 


ref|NR_025635.1| Klebsiella variicola 

84 Klebsiella variicola Bacteria; 

teriaceae; Klebsiella. 

ref|NR_025633.1| Actinomyces dentalis 

60 Actinomyces dentalis Bacteria; 

; Actinomycetaceae; Actinomyces. 

ref|NR_024570.1| Escherichia coli 

83 Escherichia coli Bacteria; 

teriaceae; Escherichia. 

ref|NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 

e; Legionella. 

ref|NR_029365.1| Pseudoalteromonas 
10291 Pseudoalteromonas tunicata 

seudoalteromonadaceae; 


574900 Bacteria_16S 12407 12433 92 118 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

574900 Bacteria_16S 15451 15477 92 118 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

574900 Bacteria_16S 21598 21624 92 ile gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

574900 Bacteria_16S 32363 32389 92 118 gi|265679042|ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

574900 Bacteria_16S 39677 39703 92 118 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

574900 Bacteria_16S 41274 41304 88 118 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


onaceae; Vibrio. 


574900 Bacteria_16S 44276 44306 88 118 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

574900 Bacteria_16S 45663 45713 4 54 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 51995 52021 92 118 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

574900 Bacteria_16S 55045 55071 92 118 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 


Firmicutes; Erysi 


574900 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


574900 Bacteria_16S 


strain HKI0088 16 


574900 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


e; 


574900 Bacteria_16S 


strain 58/1971 16 
Firmicutes; Bacil 


574900 Bacteria_16S 


antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 


574900 Bacteria_16S 


conspicuum strain 3895/92 16S ribosomal RNA, partial se 


lales; 


58032 58062 88 


65514 65564 4 


73194 73224 88 


80488 80514 92 
Listeriaceae; 


81964 81994 88 


107928 107958 88 


118 


54 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


118 


118 


S ribosomal RNA, partial sequence 
Listeria. 


118 


118 


pelotrichi; Erysipelotrichales; Erysip 


gi 


2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 


gi 


65168 


gi 


train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
Pseudonocardia. 


gi 


80045 


gi 


NF3 16S ribosomal RNA, partial sequen 


acteria; Gammaproteobacteria; Alteromo 


gi 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


117138 117188 4 


54 


gi 


265679025 
nce 57580 
matiaceae; 
265679020 
66643 
ococcineae 
265679015 
equence 

dae; 


265679010 
81448 


265679009 
ce 81499 
nadales; P 
265678990 


quence 


265678984 


elotrichaceae; 


Actinomycetales; 


Actinomycetales; 


Holdemania. 


ref |NR_029333.1| Thiocystis violacea 
59029 Thiocystis violacea Bacteria; 

Thiocystis. 

ref |NR_029328.1| Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriellaceae; Bogoriella. 
ref |NR_029323.1| Pseudonocardia 
72731 74244 Pseudonocardia 


Pseudonocardineae; 


ref|NR_029318.1| Listeria innocua 
Listeria innocua Bacteria; 
ref|NR_029317.1| Pseudoalteromonas 
83011 Pseudoalteromonas antarctica 
seudoalteromonadaceae; 
ref |NR_029298.1| Mycobacterium 
107522 108917 Mycobacterium 


Corynebacterineae; 


ref 


NR_029292.1| Corynebacterium 
16781 118270 Corynebacterium 


R 


574900 Bacteria_16S 
strain 136 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 


espejiana strain 
Bacteria; 


120161 120211 4 54 gi 


127856 127886 88 118 gi 
261 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonas 
574900 Bacteria_16S 


155128 155182 2 56 gi 


265678982 
119823 12132 
ococcineae; 
265678977 


12740 


265678959 


formicaceticum strain Al 16S ribosomal RNA, partial sequence 


formicaceticum Bacteria; 
574900 Bacteria_16S 


Firmicutes; Clostridia; 


159835 159861 92 118 gi 


Clostridiales; 
265678956 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 


helvolus Bacteria; 
Pseudoclavibacter. 
574900 Bacteria_16S 
1721-77 16S ribos 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
574900 Bacteria_16S 
strain Fowl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
574900 Bacteria_16S 
strain 50 16S rib 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
574900 Bacteria_16S 
strain PB 1 16S r 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
574900 Bacteria_16S 


398 16S ribosomal 


Gammaproteobacter 
574900 Bacteria_16S 


398 16S ribosomal 


Gammaproteobacter 
574900 Bacteria_16S 


strain OY 0-002 1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
574900 Bacteria_16S 176550 176580 88 118 gi| 265678945 |ref|NR_029253.1 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photob 


Bacteria; 


strain ATCC 15468 


Proteobacteria; G 
574900 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


574900 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


574900 Bacteria_16S 


collagenovorans s 
collagenovorans B 


574900 Bacteria_16S 


strain BG8 16S ri 


Proteobacteria; G 
574900 Bacteria_16S 


whittenburyi stra 


Methylococcaceae; 


574900 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


574900 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


574900 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


Proteob 
574900 Bacteria_16S 


167538 167568 88 
omal RNA, partial sequence 


118 gi 


169062 169092 88 118 gi 


170538 170568 88 
osomal RNA, partial sequence 


118 gi 


172048 172078 88 118 
ibosomal RNA, partial sequence 


gi 


173441 173495 1 
RNA, partial sequence 


55 gi 


173556 173586 88 
RNA, partial sequence 


118 gi 


175064 175094 88 118 gi 


acteria; Gammaproteobacteria; 
178058 178088 88 118 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; 
179537 179567 88 118 gi 


eria; Proteobacteria; 


185718 185744 92 118 
ribosomal RNA, partial sequence 


gi 


187170 187224 2 56 gi 
acteria; Firmicutes; Clostridia; 
190331 190361 88 118 


bosomal RNA, partial sequence 


gi 


193351 193381 88 118 gi 


Methylobacter. 


194863 194893 88 118 gi 
acteria; Gammaproteobacteria; 
196372 196402 88 118 


bosomal RNA, partial sequence 


gi 


199356 199410 2 56 gi 


eria; Proteobacteria; 


574900 Bacteria_16S 


strain 1H 9 16S 


215026 215056 88 118 
ribosomal RNA, partial sequence 


gi 


Vibrionales; 
265678944 


Actinobacteria; Actinobacteridae; Actinomycetales; 


265678951 
167046 168502 Vibri 


265678950 
168553 16998 
Vibrionaceae; 
265678949 
170036 17150 
Vibrionaceae; 
265678948 
171556 17300 
Vibrionaceae; 
265678947 
173054 174520 Vibri 
ia; Vibrionales; Vibrionaceae; Aliivibrio. 
265678947 
173054 174520 Vibri 
ia; Vibrionales; Vibrionaceae; Aliivibrio. 
265678946 
6S ribosomal RNA, partial sequence 174571 17599 


Vibri 


17756 


Aeromonadacea 
265678943 
in IMV-B-3037 16S ribosomal RNA, partial sequenc 
Gammaproteobacteria; Methy 


265678939 
185230 18674 
pelotrichi; Erysipelotrichales; Erysipelotrichac 
265678938 
train SG 16S ribosomal RNA, partial sequence 
Clostridiales; 
265678936 
189853 19130 
ammaproteobacteria; Methylococcales; Methylococc 
265678934 
in 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 
265678933 
Texas 16S ribosomal RNA, partial sequence 19438 
Methylococcales; M 
265678932 
195893 19735 
ammaproteobacteria; Methylococcales; Methylococc 
265678930 
in WoAcyl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Desul 


265678919 


ref|NR_029290.1 
2 Cellulomonas 


ref |NR_029285.1 


ref |NR_029267.1 
154728 156242 


ref|NR_029264.1 
159387 160848 


ref |NR_029259.1 


ref |NR_029258.1 


ref|NR_029257.1 


ref |NR_029256.1 


ref|NR_029255.1 
o fischeri Bacte 


ref|NR_029255.1 
o fischeri Bacte 


ref |NR_029254.1 


onaceae; Photoba 
ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 
ref|NR_029247.1 
eae. 
ref|NR_029246.1 

186799 188298 
Clostridiaceae; 
ref|NR_029244.1 


aceae; Methylomi 
ref |NR_029242.1 
1 sequence 


ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref|NR_029240.1 


aceae; Methylomi 
ref |NR_029238.1 

198985 200521 
furomonadales; P 


ref 


o mimicus Bacteria; 


Cellulomonas uda 


uda Bacteria; 
Cellulomonadaceae; 


Cellulomonas. 
Pseudoalteromonas 


9 128819 Pseudoalteromonas espejiana 
Pseudoalteromonadaceae; 


Clostridium 
Clostridium 


Clostridiaceae; Clostridium. 


Pseudoclavibacter 
Pseudoclavibacter 


Micrococcineae; Microbacteriaceae; 


Vibrio mimicus strain 
Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 
Vibrio. 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 
Vibrio. 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 
Vibrio. 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Aeromonas punctata 
nas punctata Bacteria; 


Methylococcus 
Methylococcus 


ylococcaceae; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Clostridium 
Clostridium 
Clostridium. 
Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Pelobacter 
Pelobacter 
elobacteraceae; 


NR_029227.1 


Halomonas elongata 


214535 216002 Halomonas elongata Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


574900 Bacteria_ 
strain 40 16S rib 
G 


Proteobacteria; 


574900 Bacteria_ 
strain 2502 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
574900 Bacteria_ 
novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 
574900 Bacteria_ 
strain LC 1 16S r 
Clost 


Firmicutes; 


574900 Bacteria_ 
actinomycetemcomi 


Pasteurellales; 


574900 Bacteria_ 


strain F 628 16S 


16S 222650 222680 88 


osomal RNA, partial sequence 


118 gi 


16S 225499 225525 4 30 


ibosomal RNA, partial sequence 


gi 
22 


16S 242494 242544 4 
ain 73 16S ribosomal RNA, 


54 gi 


Mycobacterium. 
16S 244205 244231 92 118 gi 
ibosomal RNA, partial sequence 24 


ridia; 
16S 292509 292539 88 118 gi 
acteria; 
asteurellaceae; Aggregatibacter. 
16S 297063 297093 88 118 


ribosomal RNA, partial sequence 


gi 
29 


ammaproteobacteria; Vibrionales; Vibri 


complete sequence 
teria; Actinobacteria; Actinobacterida 


Clostridiales; Veillonellaceae; 


tans strain 277/49-50(8) 16S ribosomal 
Aggregatibacter actinomycetemcomitans B 
P 


265678862 
6587 29794 


ref |NR_029168.1 
9 Mycobacterium 


265678914|ref|NR_029222.1| Vibrio campbellii 
222148 223631 Vibrio campbellii Bacteria; 

onaceae; Vibrio. 

265678912|ref|NR_029220.1| Mycobacterium chitae 
5125 226581 Mycobacterium chitae Bacteria; 
nebacterineae; Mycobacteriaceae; Mycobacterium. 
265678900|ref|NR_029208.1| Mycobacterium 

242123 243639 Mycobacterium 

e; Actinomycetales; Corynebacterineae; 

265678899 |ref|NR_029207.1| Megasphaera elsdenii 
3690 245115 Megasphaera elsdenii Bacteria; 
Megasphaera. 

265678865 |ref|NR_029171.1| Aggregatibacter 

RNA, partial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


Mycobacterium terrae 
terrae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 309199 309225 92 118 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

574900 Bacteria_16S 310689 310715 92 18 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

574900 Bacteria_16S 312225 312251 92 118 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

574900 Bacteria_16S 315230 315256 92 118 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

574900 Bacteria_16S 316694 316720 92 118 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

574900 Bacteria_16S 333675 333705 88 118 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

574900 Bacteria_16S 335125 335175 4 54 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
574900 Bacteria_16S 335221 335247 92 118 gi| 265678834 |ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
574900 Bacteria_16S 336787 336813 92 118 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

574900 Bacteria_16S 339932 339958 92 118 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

574900 Bacteria_16S 344400 344426 92 118 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

574900 Bacteria_16S 366616 366646 88 118 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

574900 Bacteria_16S 369637 369667 88 118 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

574900 Bacteria_16S 372584 372610 92 118 gi|265678806|ref|NR_029111.1]| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 


Sphingomonas. 


574900 Bacteria_16S 
strain RV-12x 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


387894 387920 92 118 gi 


265678796 


ref|NR_029101.1 


Veillonella ratti 


387448 388843 Veillonella ratti Bacteria; 
Clostridiales; Veillonellaceae; Veillonella. 


574900 Bacteria_16S 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 39505 
Bacillaceae; 


Bacteria; 


Firmicutes; 
574900 Bacteria_16S 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 


395540 395566 92 


Bacillales; 
403148 403198 4 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
574900 Bacteria_16S 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 


Streptomyces. 
407807 407857 4 


ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 


574900 Bacteria_16S 


418743 418773 88 


strain LCl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


574900 Bacteria_16S 


strain YIM 70085 


421699 421749 4 


16S ribosomal RNA, partial sequence 421328 42283 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


574900 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


574900 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 


423383 423409 92 


lales; Bacillaceae; 
426408 426458 4 


Micrococcaceae; Nesterenkonia. 


574900 Bacteria_16S 
strain T16 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


574900 Bacteria_16S 
ribosomal RNA, partial sequence 
Thermotogales; 
574900 Bacteria_16S 


strain Met-12 16S 
Thermotogae; 


strain R 16089 16 
Firmicutes; Bacil 


574900 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


574900 Bacteria_16S 
n AS1.1761 16S ribosomal RNA, partial 

ria; Proteobacteria; Alphaproteobacter 
574900 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


J18 16S ribosomal 
Actinobacteridae; 


phoeniculicola st 


phoeniculicola Bacteria; 
574900 Bacteria_16S 
GCL 1731 16S ribosomal RNA, partial s 
Lactobacillales; 


parakefiri strain 


parakefiri Bacteria; 
574900 Bacteria_16S 
n W6743 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 


574900 Bacteria_16S 
W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


boenickei strain 
Bacteria; Actinob 
Mycobacterium. 


574900 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


strain G-16.1 16S 
Proteobacteria; G 


strain R65 16S ri 
Proteobacteria; G 


574900 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


574900 Bacteria_16S 


441980 442006 92 


451138 451160 96 


Thermotogaceae; 
452721 452747 92 
S ribosomal RNA, 
lales; Macrococcus. 
454319 454345 92 
S ribosomal RNA, 
lales; Macrococcus. 
463341 463371 88 


466258 466308 4 
RNA, partial sequence 
474084 474110 92 


Firmicutes; 
475621 475647 92 


Firmicutes; 
478534 478564 88 


Mycobacterium. 
479991 480041 4 


486284 486314 88 
RNA, partial sequence 


490989 491019 88 


492496 492526 88 


501794 501820 92 


lales; Bacillaceae; 
507928 507954 92 


bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 


ibosomal RNA, partial sequence 
Bacillus. 


bosomal RNA, partial sequence 
Bacillus. 


118 gi|265678791|ref|NR_029096.1| Tenuibacillus 
0 396528 Tenuibacillus multivorans 
Tenuibacillus. 
54 gi| 265678786 |ref|NR_029091.1| Streptomyces 
402781 404300 Streptomyces 
Actinomycetales; Streptomycineae; 
54 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
407444 408915 Thermovibrio 
Thermovibrio. 
118 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
418286 419726 Halomonas boliviensis Bacteria; 
Halomonadaceae; Halomonas. 
54 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 
0 Yaniella halotolerans Bacteria; 
ococcineae; Yaniellaceae; Yaniella. 
118 gi|265678772|ref|NR_029077.1| Bacillus algicola 
422881 424425 Bacillus algicola Bacteria; 
54 gi|265678770|ref|NR_029075.1| Nesterenkonia 
1 sequence 426041 427535 Nesterenkonia 


complete sequence 


complete sequence 


ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


450666 45216 


118 gi 
partial 
118 gi 
Petrotoga. 
118 gi 
118 gi 
118 gi 


54 


465880 467346 Rothi 
Actinomycetales; Micrococcineae; Micr 
574900 Bacteria_16S 
rain JLB-1 16S ribosomal RNA, partial 
Lactobacillales; 


118 


118 


118 


54 


118 


118 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
574900 Bacteria_16S 


118 


118 


118 


gi 


gi 


E 
gi 


Lacto 
gi 


gi 


gi 


gi 


490502 49197 
Halomonadacea 
ref 
5 Marinobacter 
acea 
ref 
1 Bacillus indicus Bacteria; 


gi 


492024 49353 


gi 


501307 50281 


452220 45376 


453819 45536 


265678760 
sequence 
idae; 


265678753 


265678752 


265678751 


265678742 
sequence 
ia; 
265678740 


ococcaceae; 
265678735 
sequence 


265678734 
equence 
bacillaceae; 
265678732 
uence 
Actinomyc 
265678731 
nce 47962 
ales; 


265678727 


265678724 


265678723 


265678717 


265678713 


gi 


e; Actinomycet 


ref 
441527 44295 
Bifidobacteriales; 


ref 
9 Petrotoga mexicana Bacteria; 


ref 
8 Macrococcus lamae Bacteria; 


ref 
6 Macrococcus hajekii Bacteria; 


ref 
462905 46436 
Rhizobiale 
ref 
a amarae Bacteri 


Ro 


ref 
473588 47506 
nterococcaceae 
ref 
475117 47651 


L 


ref 
478074 47957 
etal 


ref 
3 481120 Mycoba 
Coryneba 


ref 
485792 487320 Vibrio 
ia; Vibrionales; Vibrionaceae; Vibrio. 
574900 Bacteria_16S 


po 


ref 
3 Halomonas organivorans Bacteria; 


ref 


ales; Microc 


NR_029065.1 
4 
B 


NR_029058.1 


NR_029057.1 


NR_029056.1 


NR_029047.1 
1 
s; Xanthobac 
NR_029045.1 


thia. 
NR_029040.1 
6 
; Enterococc 
NR_029039.1 
2 
actobacillu 
NR_029037.1 
2 
es; Coryneba 
NR_029036.1 


cterineae; M 


NR_029032.1 
nticus Bacte 


NR_029029.1 


e; Halomonas 
NR_029028.1 


e; Marinobac 
NR_029022.1 


occineae; 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Petrotoga mexicana 


Macrococcus lamae 


Macrococcus hajekii 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Rothia amarae strain 
a; Actinobacteria; 


Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 


ycobacteriaceae; 


Vibrio ponticus strain 
ria; Proteobacteria; 


Halomonas organivorans 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Bacillus indicus 


Lactobacillus 


NR_029018.1 


coryniformis subsp. torquens strain 30 16S ribosomal RNA, complete sequence 
Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


Lactobacillus. 


507410 508930 


574900 Bacteria_16S 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


574900 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


574900 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


574900 Bacteria_16S 


contaminans strai 
contaminans Bacte 


574900 Bacteria_16S 


strain FI-0169 16 
Actinobacteria; A 
Mycobacterium avi 


574900 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


574900 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


574900 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


574900 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 


Pseudoalteromonas. 
574900 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


574900 Bacteria_16S 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


574900 Bacteria_16S 


albertensis strai 
albertensis Bacte 


Acidithiobacillus. 
574900 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


574900 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


574900 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


574900 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


574900 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 
Saccharospirillum 


574900 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


574900 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


574900 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


574900 Bacteria_16S 


strain SL24 16S r 
Thermotogae; Ther 


motogales; 


509285 509335 4 54 gi 


e; Corynebacterium. 

513872 513898 92 118 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
515333 515363 88 118 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
526102 526128 92 118 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
530676 530706 88 118 gi 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
um complex (MAC). 
532158 532184 92 118 

S ribosomal RNA, partial sequence 


gi 


gi 


train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


550605 550631 92 118 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
552012 552062 4 54 gi 
613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


562827 562857 88 118 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


577852 577882 88 118 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
585341 585367 92 118 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
597320 597350 88 118 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
603306 603356 4 54 gi 
16S ribosomal RNA, partial sequence 
cales; Desulfurobacteriaceae; Thermovi 
604862 604892 88 118 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


606413 606439 92 118 gi 
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Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio agarivorans 


615203 616744 Vibrio agarivorans Bacteria; 


574900 Bacteria_16S 617265 617295 88 118 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 


574900 Bacteria_16S 627826 627856 88 118 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M11 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

574900 Bacteria_16S 644558 644612 1 55 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 


40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
574900 Bacteria_16S 644673 644703 88 118 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 

Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


574900 Bacteria_16S 650742 650768 92 118 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

574900 Bacteria_16S 661143 661169 92 118 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

574900 Bacteria_16S 668582 668628 8 54 gi|265678603|ref|NR_028908.1| Arcanobacterium 


a 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
574900 Bacteria_16S 668680 668706 92 118 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
574900 Bacteria_16S 673201 673251 4 54 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

574900 Bacteria_16S 685156 685210 2 56 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
574900 Bacteria_16S 689933 689963 88 118 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

574900 Bacteria_16S 691485 691515 88 118 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 
574900 Bacteria_16S 704833 704863 88 118 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 


574900 Bacteria_16S 709056 709110 1 55 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

574900 Bacteria_16S 709171 709201 88 118 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

574900 Bacteria_16S 710729 710759 88 118 gi|265678575|ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

574900 Bacteria_16S 712260 712290 88 118 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 713819 713849 88 118 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 


574900 Bacteria_16S 727843 727873 88 118 gi|265678563|ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
574900 Bacteria_16S 730789 730815 92 118 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

574900 Bacteria_16S 732350 732380 88 118 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

574900 Bacteria_16S 733773 733803 88 118 gi| 265678559 |ref|NR_028863.1| Thiohalocapsa 


halophila strain 4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 
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CCTGGGTTTGACATATACCGGACGACTGCAGAGATGTGGTTTCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCGTAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGT 
CAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCA 
GTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGG 
TANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTTTGATCCTGGCTCAGGGTGAACGCTGGCGGCGTGCCTAACACATGCAAGT 
CGAGCGGGTACCCGCAAGGGTACCAGCGGCGCACGGGTGAGTAACACGTGGGTAATCTACCCCTCGGAGGGGGATAACCGGGGGAAACCCCGGCTAATACCCCAT 
ACGATCCGGCAACGAAGGTTGCTGGAGAAAGGGGCGTTTCCTCCGCCGAGGGATGAGCCCGCGTCCCATCAGGTAGTTGGTGGGGTAATGGCCCACCAAGCCTAC 
GACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACAAGGGCACTGAGACACGGGCCCTACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGAAAGC 
CTGATCCAGCGACGCCGCGTGGGGGATGAAGCCCTTCGGGGTGTAAACCCCTGTTGCGAGGGAGGAATAAGGCCTGGAGGAAATGCCAGGCCGATGACTGTACCT 
CGCGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTACCCGGATTCACTGGGCGTAAAGCGGGTGTAGGCGGCTCGGTA 
AGTCGGGTGTGAAATCCCACAGCTCAACTGTGGAATTGCGCCCGAAACTGCTGAGCTTGGGGCCGGTAGAGGGAGACGGAACTGCCGGTGTAGGGGTGAAATCCG 
TAGATATCGGCAGGAACGCCGGTGGGGAAGCCGGTCTCCTGGGCCGCGCCCGACGCTGAGACCCGAAAGC TAGGGGAGCAAACCGGATTAGATACCCGGGTAGTC 
CTAGCCGTAAACGATGCCCACTAGGTGTGGGGGATTAATTCCTCCGTGCTGTAGCTAACGCGTTAAGTGGNCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTC 
AAAGGAATTGGCGGGACCCCGCACAAGCGGTGGAGCGCGTGGTTTAATTGGATGCTGAGCCAAGAACCTTACCAGGGTCTTGACATGCAGGTGGTACCGACCCGA 
AAGGGGAGGGACCCCATCCTTTTGGATGGGGAGGCTGCACAGGTGGTGCACGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCA 
ATCCCTGCCCTTAGTTGACAACGGTTCGGCCGGGTACTCTAAGGGGACTGCCGGTGACGANTCGGAGGAAGGAGGGGACGACGTCAGGTACTCGTTCCCTTTATG 
CCCTGGGCTACACACGCGCTACACTGGGTGGTACAATGGGTTGCGACCCCNCGAGGGGGAGCCAATCCCTAAAACCACCCCCAGTTCGGATCGCAGGCTGCAACC 
CGCCTGCGTGAAGCCGGAATCGCTAGTAATCGCGGATCAACCACGCCGCGGTGAATACGTTCCCGGGGTTTGCACACACCGCCCGTCAAACCACCCGAGTCGGGG 
GCACCCGAAGACGCTCATCCTAACCCGAAAGGGAGGGAGGGCGTTGAGGGTGAACCTGGTGAGGGGGGC TAAGTCGTAACAAGGTAACCGTACTGGAAGGTGCNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCG 
AACGGTAACAGGGGAGCTTGCTCCCGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCGAATAGTGGGGGATAACGCACCGAAAGGTGTGCTAAT 
ACCGCATACGCCCTGAGGGGGAAAGTGGGGGACCGCAAGGCCTCACGCTAATTGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCG 
ACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAA 
CCCTGATCCAGCCTTGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTCCGGGAGGAAACCCTGATCGTTAATAGCGGTCGGGACTGACAGTAC 
CGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGAGA 
TAAGTCAGCTGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGGCCGAAACTGTCTCGCTAGAGTACGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATG 
CGTAGAGATGTGGAGGAACACCAATGGCGAAGGCAGCCCCCTGGGATGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCGACTAGCCGTTGGAGACCTCGGTCTTTGGTGGCGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAATCTCCCGGA 
GATGGGAGAGTGCCCGAAAGGGAACCTGGGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
CCATTAGTTGCCATCATTAAGTTGGGCACTTTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGC 
TTCACACGTCATACAATGGTCGGTACAGAGGGTTGCGAAGCCGCGAGGTGAAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGC 
GTGAAGTCGGAATCGCAAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGAATCCGCCAGA 
AGTGGGTAGGGTAACCGTAAGGAGCCTGCTTACCACGGTAGGTTTCATGACTGGGGTGAAGTCGTAACAAGGTACCAATNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNTGAGTTTGATCCTGGCTNAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAGGACTTCGGTCCTAGCGGC 
GGACGGGTGAGTAACGCGTGGGAACGTGCCTTTTTCTTCGGAATAGCCCTGGGAAACTGGGAGTAATGCCGGATACGCCCGAAAGGGGAAAGATTTATCGGATGA 
GGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAACGATGAAGGCCTTAGGGTTGTAAAGTT 
CTTTCAGCTGGGAAGATAATGACGGTACCATCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGGGCTATCCTTGTTCGGAATTACT 
GGGCGTAAAGCGCACGTATGCGGACCATCAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAATACTGCTGGTCTGGAGGTCGAGAGAGGNGA 
GTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCGCTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGACGTCGGGCGGCTTGCCGTTCGGTGTCGCAGTTAACGCATTAAGCTCTCCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
TCCCTTGACTTGGACGTCGCGGGCCGGGAGACCGGTCTTTCAGTTCGGCTGGACGTCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCTTCGCCTTCAGTTGCCAGCATTCAGTTGGGCACTCTGGAAGAACNGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCCTTACGGGATGGGATACACACGTGCTACAATGGTGGTGACAGAGGGTTATCCCTANAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCG 
ACCCCATGAAGTTGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAATTGGGTCTA 
CCCGAAGGTGGTGCGCCAACCTCGCAAGAGGAGGCAGCCAACCACGGTAGGCTCAGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAGGACTTC 
GGTCCTAGCGGCGGACGGGTGAGTAACGAGTGGGAACGTACCCTCTTCTTCGGAATAGCCCTGGGAAACTGGGAGTAATGCCGGATACGCCCCTTGGGGGAAAGA 
TTTATCGGAGGAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGATCGATGAAGGCCTTAG 
GGTTGTAAAGATCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTG 
TTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCATCAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTGCTGGTCTGGAGTT 
CGAGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCGCTGGCTCGATACTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGACGTAAACGATGAGAGCTAGACGTCGGGCGGCTTGCCGTTCGGTGTCGCAGTTAACGCA 
TTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAACATGTGGTTTAATTCGAAGCAACGCGC 
AGAACCTTACCAACCCTTGACTTGGACGTCGCGGGCCGGGAGACCGGTCTTTCAGTTCGGCTGGACGTCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCATTCAGTTGGGCACTCTAGAGGAACCGCCGGTGATAAGCCGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGTGGTGACAGAGGGTTATCCCTAAAAGCCATCTCAGTTCGGATTGGG 
GTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCTTGG 
GAATTGGGTCTACCCGAAGGTGGTGCGCCAACCAGCAATGGGGGCAGCCAACCACGGTAGGCTCAGTGACTGGGGTGAAATCCTAACAAGGTAGCGTNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCAT 
CCTTCGGGGTGAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTCTTCTACGGAATAGCCTCGGGAAACTGAGATTAATGCCGTATACGCCCGAAAGGGG 
AAAGATTTATCGGAGGAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGAAACCCTGATCCAGCCATGCCGCGTGATCGATGAAGGC 
CTTAGGGTTGTAAAGATCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAG 
CGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCAGTCAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGCTGGTCTT 
GAGGTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTG 
AGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGACGTCGGGCGGCTTGCCGTTCGGTGTCGCAGCAA 
ACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGCAGAACCTTACCATCCCTTGACATCCCTGTCGCGGCTCGAGAGATCGAGCTTTCAGTTCGGCTGGACAGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCG 


denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 
574900 Bacteria_16S 
strain Greoux 11 
Bacteria; 
574900 Bacteria_16S 
elyakovii strain 


903535 903565 88 


937558 937588 88 


Pseudoalteromonas. 


574900 Bacteria_16S 962384 962410 92 


118 


D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


118 


118 


gi| 265678442 


gi|265678420 


KMM 162 16S ribosomal RNA, partial sequence 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; 


gi| 265678403 


pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 


pseudoavium Bacteria; 
574900 Bacteria_16S 


Firmicutes; 
963758 963808 4 


Lactobacillales; 


54 


strain Y9 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


574900 Bacteria_16S 965432 965462 88 


subsp. vallismortis strain DV 16S ribosomal RNA, partia 
Proteobacteria; 


subsp. vallismortis Bacteria; 
Salinivibrio. 
574900 Bacteria_16S 967016 967046 
strain 4A 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
574900 Bacteria_16S 977585 977607 


88 


96 


sequence 
Oceanospirillales; 


118 


118 


118 


Ente 


Gammaprot 


gi|265678402 


963457 96488 
Cory 


gi|265678401 


gi| 265678400 


966531 96793 


gi| 265678392 


geysericola strain GC-42 16S ribosomal RNA, partial sequence 


geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; 


574900 Bacteria_16S 986824 986854 88 


strain CDC 2970-59 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 


574900 Bacteria_16S 988404 988434 88 


strain 167 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


574900 Bacteria_16S 
strain B1333 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
574900 Bacteria_16S 
strain ATCC 33433 


996202 996228 92 


1003794 1003824 88 


574900 Bacteria_16S 1005319 1005349 88 


peptidolytica strain F12-50-Al 16S ribosomal RNA, parti 
Gammaproteobact 


peptidolytica Bacteria; 
Pseudoalteromonas. 
574900 Bacteria_16S 


Proteobacteria; 


1009805 1009835 88 


strain OK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


574900 Bacteria_16S 1018887 1018913 92 


succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, 
Bacteria; 


Staphylococcus succinus subsp. 
574900 Bacteria_16S 1032675 1032701 92 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
Lactobacillales; 


satsumensis Bacteria; 
574900 Bacteria_16S 


Firmicutes; 
1049478 1049528 4 


succinus 


118 


118 


118 


complete sequence 
Carnobacteriaceae; 


118 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


118 


118 


118 


118 


54 


Enteroba 


Lact 


gi| 265678386 


gi| 265678385 


987916 98944 
Enterobacteriaceae; 


gi| 265678380 


995703 99724 
Granulicatella. 


gi|265678375 


gi|265678374 


gi|265678371 


1009316 10108 


gi| 265678365 


265678356 
sequence 


gi 


gi| 265678345 


lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 


lithotrophicum Bacteria; Aquificae; Aquificales; Desulf 


574900 Bacteria_16S 1066177 1066207 88 


strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 10671 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 


574900 Bacteria_16S 1067640 1067666 92 


yabuuchiae strain A1-18 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; 


574900 Bacteria_16S 1080957 1080983 92 


118 


118 


118 


strain NAF001 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 
574900 Bacteria_16S 


Bacillaceae; 
1082484 1082510 92 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillaceae; 


Firmicutes; Lactobacillales; 
574900 Bacteria_16S 
1139 16S ribosomal RNA, 
Bacillales; Bacillaceae; Bacillus. 
574900 Bacteria_16S 1091679 1091705 92 


1087030 1087056 92 


Bacillus. 


complete sequence 


118 


118 


118 


strain M 6 A9 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; 


Lactobacillaceae; 


gi| 265678333 


gi| 265678332 


gi|265678322 


1080469 10819 


gi|265678321 


Lactobacillus. 


gi| 265678318 


1086532 1088056 Bacil 


265678315 


gi 


Alteromonadales; 


rococcaceae; Enterococcus. 


nebacterineae; 


1 sequence 
eobacteria; 


Halomonadaceae; 


1003352 1004810 Kluyve 
Enterobacteriaceae; 


al sequence 1004861 100630 
eria; Alteromonadales; 


complete sequence 
Firmicutes; 


obacillaceae; 
urobacteriaceae; 
matiaceae; 


ence 10672 
Sphingomonadales; 


ref |NR_028744.1 


ref |NR_028722.1 
937095 938588 


ref|NR_028705.1 
961894 963406 


ref |NR_028704.1 


ref |NR_028703.1 
964933 966480 


ref |NR_028702.1 


ref |NR_028694.1 
977181 978580 
ref|NR_028688.1 


Enterobacteriac 
ref |NR_028687.1 


ref|NR_028682.1 


ref|NR_028677.1 


ref|NR_028676.1 


Pse 


ref |NR_028673.1 
Shewanella. 
ref |NR_028667.1 
Bacillales; 
ref|NR_028658.1 

1032165 103372 
Lactobacillu 
ref |NR_028647.1 

1049100 105058 
Balneariu 
NR_028635.1 


ref 


Rheinheimera. 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028624.1 


ref |NR_028623.1 
61 Lactobacillus 


ref 
lus 


NR_028620.1 
akibai Bacte 


ref 


Legionella gresilensis 


903072 904507 Legionella gresilensis 


Legionellaceae; Legionella. 


Pseudoalteromonas 
Pseudoalteromonas 


Pseudoalteromonadaceae; 


Enterococcus 
Enterococcus 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Salinivibrio costicola 
Salinivibrio costicola 


Vibrionales; Vibrionaceae; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 
Halomonas. 


Herpetosiphon 
Herpetosiphon 


Herpetosiphon. 


Citrobacter murliniae 


986336 987865 Citrobacter murliniae 
cteriales; 


eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
Citrobacter. 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Kluyvera ascorbata 
ra ascorbata Bacteria; 


Kluyvera. 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Lactobacillus 
0 Lactobacillus 
Ss. 
Balnearium 
0 Balnearium 
m. 
Rheinheimera pacifica 


52 Rheinheimera pacifica Bacteria; 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Lactobacillus 
equi Bacteria; 


equi 


Bacillus akibai strain 
ria; Firmicutes; 


NR_028617.1 


Lactobacillus algidus 


1091188 1092688 Lactobacillus algidus Bacteria; 


Lactobacillus. 


574900 Bacteria_16S 
strain DB21MT-5 16S ribo 
Proteobacteria; Gammapro 
574900 Bacteria_16S 
strain R 16S ribosomal R 
Proteobacteria; Alphapro 
fever group. 

574900 Bacteria_16S 
strain YB1 16S ribosomal 
Proteobacteria; Gammapro 
574900 Bacteria_16S 
lucentensis strain QMT2 
Bacteria; Proteobacteria 
574900 Bacteria_16S 
strain JT7304 16S riboso 
Proteobacteria; Gammapro 
574900 Bacteria_16S 
strain MBIC3157 16S ribo 
Proteobacteria; Gammapro 
574900 Bacteria_16S 
iheyensis HTE831 16S rib 
Bacteria; Firmicutes; Ba 
574900 Bacteria_16S 


DSM 1552 16S ribosomal R 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
574900 Bacteria_16S 1174874 1174904 88 118 gi| 228718578 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 11758 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

574900 Bacteria_16S 1177864 1177890 92 118 gi| 228718030 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 11788 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachysp 
574900 Bacteria_16S 1179385 1179411 92 118 gi|228717704 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitro 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomona 
574900 Bacteria_16S 1185367 1185397 88 118 gi| 228716090 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
574900 Bacteria_16S 1186878 1186908 88 118 gi|228716058 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
574900 Bacteria_16S 1188389 1188419 88 118 gi|228716012 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
574900 Bacteria_16S 1189900 1189930 88 118 gi| 228715942 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
574900 Bacteria_16S 1205039 1205093 7 61 gi| 228715355 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 12061 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Cori 
Collinsella. 

574900 Bacteria_16S 1206663 1206689 92 118 gi| 228715354 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 12061 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; 

574900 Bacteria_16S 1211185 1211215 88 118 gi| 224581438 


hydrothermalis strain Slthf2 16S ribosomal RNA, partial 


hydrothermalis Bacteria; 
Halomonas. 
574900 Bacteria_16S 
strain Althfl 16S 
Proteobacteria; 
574900 Bacteria_16S 
strain CCUG 33897 


Luteococcus. 
574900 Bacteria_16S 
variabilis strain 


Isoptericola. 
574900 Bacteria_16S 


1111260 1111290 88 


1135406 1135436 88 


1152105 1152135 88 


1165773 1165799 92 


1212662 1212692 88 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
1218568 1218598 88 
16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1226063 1226113 4 
MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1227692 1227722 88 


118 


118 
teobacteria; 


118 
RNA, partial sequence 


118 
; Alphaproteobacteria; 
118 


mal RNA, partial sequence 


118 


118 


cillales; Bacillaceae; 


118 


Proteobacteria; 


118 


118 


54 


118 


strain R-4079 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


somal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; Moritellace 
1129396 1129422 92 
NA, partial sequence 1128958 1130397 Ricke 
Rickettsiales; 


teobacteria; Vibrionales; Vibrionaceae; 
1150547 1150577 88 
16S ribosomal RNA, partial sequence 11501 
Rhodospirillales; 


teobacteria; Alteromonadales; 
1153522 1153552 88 
somal RNA, partial sequence 115311811545 
teobacteria; Vibrionales; Vibrionaceae; 
1155089 2155115 92 
osomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 


NA, partial sequence 1165300 1166687 Clost 


Gammaproteobacteria; 


gi| 265678301 


gi| 253680770 
Rickettsiacea 


gi| 253680766 
1134932 11363 


gi| 253680756 


gi| 253680755 
1151622 11530 
gi| 253680754 
Pp 


gi| 253680753 


gi|228720470 


sequence 
Oce 


gi| 224581437 
1212209 12136 
Halomonad 
219878368 
12181 
Prop 


gi 


219878300 
12257 
Micr 


gi 


219878281 


Psychromonadaceae; 


ref |NR_028602.1 
ae; Moritella. 

ref |NR_028018.1 
ttsia rickettsii 
e; Rickettsieae; 


ref|NR_028014.1 


ref|NR_028004.1 
78 1151571 Thalas 


ref|NR_027592.1 
eae. 


ref|NR_027574.1 


ref|NR_027570.1 
ira. 
ref|NR_027566.1 
somonas eutropha 
daceae; 
ref|NR_027546.1 


Enterobacteriac 
ref|NR_027545.1 


Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 
ref |NR_027527.1 
obacterineae; Co 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_027220.1 
1210750 121215 
anospirillales; 
ref|NR_027219.1 
aceae; Halomonas 
ref|NR_025507.1 


99 1219566 Luteoc 
ionibacterineae; 


ref |NR_025439.1 
22 1227193 Isopte 
ococcineae; Prom 


ref 


gi 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
Vibrio. 


Thalassospira 
sospira lucentensis 


Rhodospirillaceae; Thalassospira. 


ref|NR_028003.1| Psychromonas kaikoae 

67 Psychromonas kaikoae Bacteria; 
Psychromonas. 

ref|NR_028002.1| Photobacterium indicum 

25 Photobacterium indicum Bacteria; 

hotobacterium. 

ref|NR_028001.1| Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Clostridium spiroforme 


ridium spiroforme DSM 1552 Bacteria; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Collinsella stercoris 


28 Collinsella stercoris DSM 13279 


riobacteriaceae; 


Catenibacterium 

bacterium mitsuokai DSM 

eae; Catenibacterium. 
Halomonas 

8 Halomonas 

Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Isoptericola 
ricola variabilis 


icromonosporaceae Hi 


Cellvibrio fibrivorans 


NR_025420.1 


1227244 1228719 Cellvibrio fibrivorans Bacteria; 


574900 Bacteria_16S 1229228 1229258 88 118 gi|219878280|ref|NR_025419.1| Cellvibrio gandavensis 
strain R-4069 16S ribosomal RNA, partial sequence 1228770 1230255 Cellvibrio gandavensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

574900 Bacteria_16S 1235206 1235256 4 54 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

574900 Bacteria_16S 1257851 1257881 88 118 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

574900 Bacteria_16S 1269904 1269958 2 56 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

574900 Bacteria_16S 1275821 1275851 88 118 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
574900 Bacteria_16S 1277311 1277341 88 118 gi|219846127|ref|NR_025717.1| Thalassomonas 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 1276861 1278268 Thalassomonas 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Thalassomonas. 
574900 Bacteria_16S 1284813 1284839 92 118 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

574900 Bacteria_16S 1286370 1286396 92 118 gi| 219846053 |ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

574900 Bacteria_16S 1290802 1290852 4 54 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

574900 Bacteria_16S 1292376 1292406 88 118 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

574900 Bacteria_16S 1293961 1293987 92 118 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

574900 Bacteria_16S 1296872 1296898 92 118 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
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lactoaceticus 6A 
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Cc 
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132699 


Bacillales; 


68 Bacillus endophyticus Bacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 
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1 sequence 
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574900 Bacteria_16S 
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574900 Bacteria_16S 
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574900 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 
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574900 Bacteria_16S 1474262 1474312 4 54 gi|219878476|ref|NR_025615.1] Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 1475918 1475948 88 118 gi| 219878445 |ref|NR_025584.1| Mycobacterium avium 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 1476936 Mycobacterium avium 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

574900 Bacteria_16S 1477481 1477507 92 118 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

574900 Bacteria_16S 1479052 1479078 92 118 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

574900 Bacteria_16S 1483624 1483654 88 118 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

574900 Bacteria_16S 1488095 1488145 4 54 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 1489637 1489663 4 30 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
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49 1492247 Clostr 
ae; Clostridium. 
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Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 

574900 Bacteria_16S 1513628 1513654 92 118 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 1539444 1539474 88 118 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
574900 Bacteria_16S 1545618 1545648 88 118 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

574900 Bacteria_16S 1547132 1547162 88 118 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

574900 Bacteria_16S 1553059 1553089 88 118 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

574900 Bacteria_16S 1560381 1560431 4 54 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

574900 Bacteria_16S 1570965 1570995 88 118 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
574900 Bacteria_16S 1583098 1583124 92 118 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

574900 Bacteria_16S 1584654 1584680 92 118 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

574900 Bacteria_16S 1586209 1586235 92 118 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 


LMG 22167 16S rib 
Bacillales; Bacil 


osomal RNA, partial sequence 
laceae; Bacillus. 


1585730 1587233 Bacillus humi Bacteria; 


Firmicutes; 


574900 Bacteria_16S 1587770 1587796 92 118 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

574900 Bacteria_16S 1592285 1592335 4 54 gi|219878483|ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 1593831 1593881 4 54 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 1595378 1595428 4 54 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 1615229 1615259 88 118 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
strain CM243 16S ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

574900 Bacteria_16S 1630365 1630391 92 118 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 1631906 1631932 92 118 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 

574900 Bacteria_16S 1633448 1633478 88 118 gi|219878454|ref|NR_025593.1| Oceanisphaera 
litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 
574900 Bacteria_16S 1635027 1635053 92 118 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

574900 Bacteria_16S 1636489 1636515 92 118 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 1637980 1638006 92 118 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 1645658 1645688 88 118 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

574900 Bacteria_16S 1651665 1651691 92 118 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 1657802 1657832 88 118 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

574900 Bacteria_16S 1659357 1659387 88 118 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

574900 Bacteria_16S 1660906 1660932 92 118 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

574900 Bacteria_16S 1685223 1685249 92 118 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 1689772 1689798 92 118 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

574900 Bacteria_16S 1691308 1691338 88 118 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 

574900 Bacteria_16S 1698958 1699012 1 55 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

574900 Bacteria_16S 1699073 1699103 88 118 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

574900 Bacteria_16S 1708253 1708283 88 118 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
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574900 Bacteria_16S 1928746 1928776 88 118 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

574900 Bacteria_16S 1930282 1930312 88 118 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

574900 Bacteria_16S 1940778 1940804 92 118 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 1945487 1945513 92 118 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 1952987 1953037 4 54 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

574900 Bacteria_16S 1954457 1954507 4 54 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

574900 Bacteria_16S 1955987 1956013 92 118 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

574900 Bacteria_16S 1958981 1959031 4 54 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
574900 Bacteria_16S 1960653 1960679 92 118 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

574900 Bacteria_16S 1962143 1962173 88 118 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

574900 Bacteria_16S 1965234 1965260 92 118 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

574900 Bacteria_16S 1966719 1966749 88 118 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

574900 Bacteria_16S 1974129 1974155 92 118 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 
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219878199 
954 

Enterobac 
219878198 
969 

Enterobac 
219878195 
20000 
cteriales; 
219878194 


6S ribosomal RNA, partial sequence 2001636 20031 


Enterobac 
219878193 


cteridae 


Ent 


ref|NR_025347.1 
e 1979903 198138 
Actinomycetale 


, 


ref|NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025338.1 


teri 
ref 


aceae; Serra 
NR_025337.1 


teriaceae; Rahne 
ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 
ref |NR_025333.1 


teri 
ref 


aceae; Lemin 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Serratia 
1 Serratia 


Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 

Obesumbacterium 
bacterium proteus 

eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 


NR_025332.1 


Budvicia aquatica 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 


574900 Bacteria_16S 2005170 2005200 88 118 gi| 219878192 


ref|NR_025331.1| Buttiauxella izardii 


strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 


574900 Bacteria_16S 2006716 2006746 88 118 gi|219878191 


ref |NR_025330.1| Buttiauxella gaviniae 


strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 


574900 Bacteria_16S 2008260 2008290 88 118 gi|219878190 
ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 


ref |NR_025329.1| Buttiauxella 
2007792 2009295 Buttiauxella 


ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 
574900 Bacteria_16S 2009819 2009849 88 118 gi| 219878189 


ref|NR_025328.1| Buttiauxella brennerae 


strain $1/6-571 16S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 


574900 Bacteria_16S 2024690 2024720 88 118 gi| 219878179 


ref|NR_025318.1| Isochromatium buderi 


strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
574900 Bacteria_16S 2026248 2026278 88 118 gi| 219878178 


Isochromatium. 
ref|NR_025317.1| Aeromonas popoffii 


strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


574900 Bacteria_16S 2027691 2027721 88 118 gi|219878177 
carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, 


ref|NR_025316.1| Pectobacterium 
partial sequence 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
574900 Bacteria_16S 2033557 2033607 4 54 gi| 219878172 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 


ref|NR_025311.1| Mycobacterium 
2033216 2034702 Mycobacterium 


smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 2035109 2035159 4 54 gi|219878171 
strain CCUG 35957 16S ribosomal RNA, partial sequence 20347 


ref|NR_025310.1| Rothia nasimurium 
53 2036233 Rothia nasimurium Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


574900 Bacteria_16S 2039845 2039871 92 118 gi| 219878168 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; 
574900 Bacteria_16S 2052340 2052370 88 118 gi| 219878157 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 


ref |NR_025307.1| Dolosicoccus 
2039358 2040867 Dolosicoccus 
Dolosicoccus. 
ref|NR_025296.1| Mycobacterium 
2051875 2053391 Mycobacterium 


elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 2056781 2056831 4 54 gi| 219878153 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 
574900 Bacteria_16S 2058320 2058370 4 54 gi| 219878152 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 


ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
etales; Streptomycineae; 


ref|NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 


thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 


574900 Bacteria_16S 2095077 2095103 92 118 gi| 219878125 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 20961 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 2099589 2099619 88 118 gi| 219878122 


aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 20991 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Nocardioides. 
574900 Bacteria_16S 2101131 2101161 88 118 gi| 219878121 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 21021 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025261.1| Nocardioides 
38 2100621 Nocardioides aquiterrae 
ionibacterineae; Nocardioidaceae; 


ref|NR_025260.1| Alteromonas marina 
60 Alteromonas marina Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 


574900 Bacteria_16S 2111823 2111853 88 118 gi|219857660 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 21113 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium; Mycobacterium tuberculosis complex. 


574900 Bacteria_16S 2114820 2114846 92 118 gi| 219857658 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 21158 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

574900 Bacteria_16S 2116360 2116390 88 118 gi| 219857657 


elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 

elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Microbulbifer. 
574900 Bacteria_16S 2120894 2120924 88 118 gi| 219857654 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedec 


ref|NR_025249.1| Mycobacterium 
81 2112761 Mycobacterium pinnipedii 
nebacterineae; Mycobacteriaceae; 


ref|NR_025247.1| Planococcus maritimus 
49 Planococcus maritimus Bacteria; 


ref|NR_025246.1| Microbulbifer 
115900 2117390 Microbulbifer 
nadales; Alteromonadaceae; 


ND 


ref|NR_025243.1| Cedecea davisae strain 
ea davisae Bacteria; Proteobacteria; 
ea. 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedec 
574900 Bacteria_16S 2123923 2123949 92 118 gi| 219857652 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 21249 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 


ref|NR_025241.1| Bacillus aquimaris 
50 Bacillus aquimaris Bacteria; 


TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCTGTTAGTTGCCAGCATTCAGTTGGGCACTCTAACGGAACCGCCGGTGATAAGCCGGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGTGGTGACAGAGGGTTATCCCTAAAAGCCATCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAATTGGGTCTACCCGAAGACGGTGCGCCAACTCGCAAGAGAGGCAGCCGGCCACGGTAGGCTCAGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCG 
GGCGTAGCAATACGTCAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACACAGGGAAACTTGTGCTAATACCGGATAAGCCCTTA 
CGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATC 
AGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATG 
AAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGG 
GCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTCTTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGAAG 
ATCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGA 
CGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGAAAGTTTACTTTTCAGTGGCGC 
AGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
CGCAACGCGCAGAACCTTACCAGCCCTTGACATGTCTATGACCGGTACCAGAGATGGAACCTTCCCTTCGGGGCATAGAGCACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACCATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCC 
GCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGACGCTAAGGGGCAACCCTTCGC 
AAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGACCGTGCGCTAACCGAAAGGGGGCAGCCGGCNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGGGCAACCCTGGTGGCGAGTGGCGAACGGG 
TGAGTAATACATCGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGCTCTGCGGAGGAAAGCGGGGGATCTTCGGACCTCG 
CGCTACAGGGGCGGCCGATGGCAGATTAGCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTG 
TAAAGCACTTTTGTCCGGAAAGAAAACCTCTGCCCTAATACGGTGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGCTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTT 
GTGACTGGCGGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGG 
CCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTCGGGTCTTCATTGAC 
TTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGG 
ATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTATGGAAGTCTGCTGAGAGGTGGATGTGCCCGAAAGGGAGCCATAACACAGGTGCTGCATG 
GCTGTCGACAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCACCCCTTGTCCCTAGTTGCTACGCAAGAGCACTCCAGGGAGACTGCCGGTGAC 
AACCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTCGCCAACCCGCGAGGGG 
GAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCACTCTGCAACTCGGGTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGA 
CTGGGTGAAGTCGTAACAAGACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTGGACAAACGCTGGCGGCGTGCCTAACAC 
ATGCAAGTCGAGCGGTCTTTGACCCGGCGGAATCTTCGGAGGAAGCGGGT TAAAGATAGCGGCGGACGGGTGAGTAACGCGTGGGTAATCTACCCTTCAGACCGG 
GATAACACCGGGAAACTGGTGCTAATACCGGATACGTTCTGCTGGAGGCATCTCCGGTAGAAGAAAAGGGAACGTGAGTGACCGCTGAAGGATGAGCCCGCGTCC 
CATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGGCCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGCGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCATCAGGGACGA 
AGTCTCGATAAGAGGTGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGC 
GTAAAGGGCGTGTAGGCGGCCCGGCAAGTCAGATGTGAAAAACCCAGGCTCAACCTGGGGGGTGCATTTGAAACTGGCGGGCTTGAGGGCAGGAGAGGAGAGTGG 
AATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGACCCTGACGCTGAGGCGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTTGGAGGTATCGACCCCTCCAGTGCCGCAGTTAACACAATAAGTACCCCGCC 
TGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCGGG 
GTTTGACATCCCGCGAACCTGGTGGAAACACCGGGGTGCCGGTTTTACCGGAGCGCGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTACCTTTAGTTGCCAGCACGTGAAGGTGGGCACTCTAAAGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATATCCCGGGCTACACACGTGCTACAATGGCCTGTACAAAGGGGGGCGAACCCGCGAGGGGGAGCAAATCCCAAAAAGCAGGTCT 
CAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCACGAAAGCTGGCAACACCCGAAGCCGGTGACCCAACCCGCGAGGGAGGGACCGTCCAAGGTGGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGT 
AACCCGGGCGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGCCCTTCGG 
GGTGAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTGCCCTTTGGTACGGAATAGCCTCTGGAAACGGAGAGTAATACCGTATGAGCCCTTCGGGGGAAAGATT 
TATCGCCAAAGGATCGGCCCGCGTTAGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGG 
TNGTAAAGCTCTTTCGCCTGTGAAGATAATGACGGTAGCAGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTT 
CGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACGGCCTCCAAAACTATCAGTCTAGAGTTCG 
AGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCG 
AAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGTAGCATGCTATTCGGTGACACACCTAACGGATT 
AAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAG 
AACCTTACCAACCCTTGACATCCCGGGACCGGTCCAGAGATGGATCTTTCACTTCGGTGACTCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAAGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTG 
GATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGC TACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAACTGTCTCAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGTTCTACCCGACGACGCTGCGCTAACCCTTCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTTACACATGCAAGTCGA 
GCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCTTTTGCTACGGAATAACGCAGGGAAACTTGTGCTAATACCGTATGTGTCCTTCG 
GGAGAAAGATTTATCGGCAAGAGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCA 
GCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGA 
AGGCCCTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGG 
CTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCGATCAGTCAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGTCGA 
TCTGGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGAC 
GCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCAGTATACTGTTCGGTGGCGCA 
GCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GCAACGCGCAGAACCTTACCAGCCCTTGACATCCTGTGTTACCCCTAGAGATAGGGGGTCCACTTCGGTGGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAG 
AGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCTAA 
TCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGG 
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Proteobacteria; G 


574900 Bacteria_16S 


aetherivorans str 
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aetherivorans str 


aetherivorans Bacteria; 


Nocardiaceae; 


Bacteria; 


strain K9951 16S 


Proteobacteria; Gammapro 


2125479 2125505 92 
ribosomal RNA, 
lales; Bacillaceae; 


2127007 2127037 88 
Proteobacteria; 


2128495 2128525 88 
ATCC 25420 16S 
a; 


2129973 2130003 88 
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Mycobacterium. 
2131386 2131436 4 
ATCC 27282 16S 


Mycobacterium. 
2134495 2134525 88 

16S ribosomal 
acteria; 


2136012 2136042 88 
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2137533 2137563 88 
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acteria; 
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acteria; 
e; Amycolatopsis. 

2140535 2140561 92 
acteria; Firmicutes; 
2149534 2149584 4 


ctinoba 
2151134 2151160 92 
ribosomal RNA, 
lphaproteobacteria; 
2161495 2161545 4 
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2164687 2164717 88 
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2169309 2169335 92 
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574900 Bacteria_16S 


2189024 2189054 88 


ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium; Mycobacterium 
574900 Bacteria_16S 


118 


partial sequence 
Bacillus. 


118 


Gammaproteobacteria; 


118 


118 


19981 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


54 


ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Actinomycet 


118 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
cobacterium tuberculosis complex. 


118 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
574900 Bacteria_16S 


118 


16S ribosomal RNA, partial sequence 21370 


54 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


118 


Clostridia; 


54 


16S ribosomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardin 


118 


partial sequence 
Sphingomonadales; 


54 


ibosomal RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterin 


118 


6S ribosomal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Corynebacterin 


118 


ain FTR1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


118 


RNA, partial sequence 
Pseudomonadales; Pseudomonad 


54 


c312 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
Rhodococcus. 
574900 Bacteria_16S 


118 


c312 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
Rhodococcus. 
574900 Bacteria_16S 
viridans strain MPL-11 1 
Firmicutes; 
574900 Bacteria_16S 


118 


6S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


118 


partial sequence 
teobacteria; Legionellales; Legionellaceae; Legionella. 


118 


partial 
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gi|219857651 
2125001 21265 
gi|219857650 
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sequence 


gi 
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sequenc 
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gi 


219857647 
sequence 


gi 


219857645 
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gi 
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gi 
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Gammaproteobacteria; Alteromonadales; Alteromonadaceae 


219857642 
sequence 
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gi 


gi|219857641 


gi|219857635 


gi| 219857634 
2150729 21521 
Erythrobac 
gi| 219857627 
2161153 21625 


gi| 219857625 


gi|219857622 
Carnobacteri 

gi|219857621 

21703 


gi|219857619 


219857619 


gi 


219857608 
21855 


gi 


gi|219857607 
2187032 21885 


219857606 


Chromatiales; 


Actinomycetales; 


Actinomycetales; 


Carnobacterium. 


ref |NR_025240.1 


ref |NR_025239.1 
2126557 212798 


ref |NR_025238.1 
2128040 212947 


ex. 
ref|NR_025237.1 
e 2129523 213098 
cetales; 


ref|NR_025236.1 
2131039 213248 
ales; 


ref |NR_025234.1 


ref |NR_025233.1 
eae; Mycobacteri 
ref |NR_025232.1 
73 2138564 Microb 

7 


ref|NR_025231.1 
2138615 214004 
omycetales; Pseu 


ref |NR_025230.1 
ence 214009 
Veillonellaceae; 
ref|NR_025224.1 


Pseudonocar 
NR_025223.1 


eae; 
ref 


teraceae; Porphy 
ref|NR_025216.1 


eae; Nocardiacea 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025211.1 

2168820 217030 
aceae; Carnobact 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref |NR_025208.1 

2173451 217485 
Coryne 


ref|NR_025208.1 
2173451 217485 
Coryne 


ref|NR_025197.1 
17 2186981 Carnob 


ref |NR_025196.1 


ref 


gi 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Thioalkalispira 
9 Thioalkalispira 


Ectothiorhodospiraceae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
8 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium microti 


40 2135523 Mycobacterium microti 
nebacterineae; Mycobacteriaceae; 


Mycobacterium brumae 


74 2137022 Mycobacterium brumae Bacteria; 


aceae; Mycobacterium. 

Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Amycolatopsis 

1 Amycolatopsis 

donocardineae; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Carnobacterium 

5 Carnobacterium 
erium. 

Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Rhodococcus 

9 Rhodococcus 
bacterineae; 


Rhodococcus 
9 Rhodococcus 


bacterineae; 


Carnobacterium 
acterium viridans 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Shewanella fidelis 


NR_025195.1 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanellaceae; 


Shewanella. 


574900 Bacteria_16S 


pantheris strain 


pantheris Bacteri 
574900 Bacteria_16S 
strain NRCM 00-25 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Yersinia. 


574900 Bacteria_16S 
thermospinosispor 
thermospinosispor 
Streptomycetaceae; 
574900 Bacteria_16S 
azotonutricium st 
azotonutricium Bacteria; 
574900 Bacteria_16S 
KMM300 16S ribosomal RNA, partial sequence 22707 
Alteromonadales; 


ruthenica strain 
Bacteria; 


Bacteria; 


574900 Bacteria_16S 
strain A45 16S ri 
G 
574900 Bacteria_16S 
strain NRRL B-231 
Bacil 


Proteobacteria; 


Firmicutes; 


574900 Bacteria_16S 
thiocyanoxidans s 
thiocyanoxidans B 


Thioalkalivibrio. 


574900 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas. 
574900 Bacteria_16S 


strain L2-TR 16S 
Proteobacteria; 


574900 Bacteria_16S 
lutaoensis strain 
Proteob 
574900 Bacteria_16S 
alkaliphilus stra 


Bacteria; 


Bacteria; 


NRRL B-24104 16S 


574900 Bacteria_16S 
strain K265 16S r 


Proteob 
Pseudoalteromonas 
574900 Bacteria_16S 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 
574900 Bacteria_16S 
buryatense strain 
Proteob 


G 


Firmicu 
574900 Bacteria_16S 
gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 
574900 Bacteria_16S 


2196596 2196622 92 

LMG 21017 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; 
2217725 2217755 88 118 


118 


2239001 2239031 88 118 
bosomal RNA, partial sequence 


2240512 2240542 88 118 


2242023 2242053 88 118 


acteria; Gammaproteobacteria; 
2243534 2243564 88 


118 


s Bacteria; Proteobacteria; 


2260301 2260351 4 54 


Streptomyces. 
2269747 2269773 92 118 
rain ZAS-9 16S ribosomal RNA, 
Spirochaetes; 
2271255 2271285 88 118 
acteria; Gammaproteobacteria; 


2272727 2272757 88 118 


teria; Proteobacteria; 


2277373 2277403 88 118 


complete 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
574900 Bacteria_16S 
ATCC 43380 16S ri 
Gammaproteobacteria; Enterobacteriales; 
574900 Bacteria_16S 
NCTC 5923 16S ribosomal RNA, partial sequence 
G 
574900 Bacteria_16S 
strain ATCC 33638 
Proteob 
574900 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 


ammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 
Enterobacteriales; 


s strain ATCC 29833 16S ribosomal RNA, 
Gammaproteob 


us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 


partial 
Spirochaetales; 


ain KMM 3549 16S ribosomal RNA, partia 


219857601 
sequence 
ac 

219857587 
22172 


gi 


Lactob 
gi 


gi|219857573 
2238534 22399 
Enterobac 
gi|]219857572 
2240045 22415 
Enterobac 
219857571 
22415 


gi 


219857570 
partial s 
acteria; 


gi 


219857559 
ial sequen 
te 


gi 


219857553 
sequence 
Spirochaet 
219857552 


gi 


gi 
P 


219857551 
1 sequence 


gi 


Gammaproteobacteria; Alteromonadales; 


gi|219857548 


illaceae; 


ridae; Actinomycetales; 


ref|NR_025189.1 
2196082 219764 
Lactobacillus. 
ref|NR_025175.1 
eae; Mycobacteri 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yers 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025147.1 
ce 2259931 226145 


ref|NR_025141.1 

2269277 227073 
aceae; 
ref|NR_025140.1 
90 2272278 Pseudo 


ref|NR_025139.1 
2272329 227377 
Pse 


ref|NR_025136.1 


Treponema. 


Lactobacillus 
0 Lactobacillus 


Mycobacterium lacus 


72 2218741 Mycobacterium lacus Bacteria; 


aceae; Mycobacterium. 
Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 
inia. 


Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Treponema 
9 Treponema 


Pseudoalteromonas 
alteromonas ruthenica 


seudoalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Methylomicrobium 


5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

2283459 2283489 88 118 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
bosomal RNA, partial sequence 2282981 2284479 Methylobacter marinus Bacteria; 
ammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 

2285007 2285033 92 118 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
54 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2286442 2286472 88 118 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
train ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 

2290923 2290953 88 118 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
in NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

2298431 2298461 88 118 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

2302891 2302921 88 118 gi|219857528|ref|NR_025116.1| Marinobacter 

T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

2313585 2313611 92 118 gi|219857520|ref|NR_025108.1| Salinicoccus 
in T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
tes; Bacillales; Salinicoccus. 

2328659 2328685 92 118 gi|219857510|ref|NR_025098.1| Microbacterium 
n LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Microbacterium. 

2342212 2342242 88 118 gi|219857500|ref|NR_025088.1| Crossiella equi strain 

ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 

2360450 2360476 92 118 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 

ibosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
2361968 2361994 92 118 gi| 219857486 |ref|NR_025074.1| Subtercola boreus 


574900 Bacteria_16S 


strain K300 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


2361525 2362991 Subtercola boreus Bacteria; 


Micrococcineae; Microbacteriaceae; 


Subtercola. 


574900 Bacteria_ 
strain ATCC49733 
Proteobacteria; 

574900 Bacteria_ 


strain YKJ-10 16S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
574900 Bacteria_16S 2390808 2390838 88 118 gi|219857466|ref|NR_025054.1 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 23918 


Proteobacteria; 
574900 Bacteria_ 


aquimarina strain 
Firmicu 


Bacteria; 
574900 Bacteria_ 


strain ATCC 17747 
Clost 


Firmicutes; 
574900 Bacteria_ 


strain MT-1077 16 
Lacto 


Firmicutes; 
574900 Bacteria_ 


pyridinivorans st 
pyridinivorans Ba 
Rho 
574900 Bacteria_16S 
pyridinivorans st 
pyridinivorans Ba 
Rho 
574900 Bacteria_16S 


Nocardiaceae; 


Nocardiaceae; 
strain BD-87 16S 
Firmicutes; 
Proteobacteria; 

paradoxus strain 
Bacteria; 
Bacteria; 


strain CCUG 30811 
Bacteria; 


Pseudoalteromonas 


574900 Bacteria_16S 
subsp. pectinolyt 


salmonicida subsp 
Aeromonadaceae; 


574900 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


574900 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


574900 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial 


Bacteria; Proteob 


574900 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; 


beliardensis stra 
beliardensis Bact 


574900 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


574900 Bacteria_16S 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 


G 


G 


Bacil 
574900 Bacteria_16S 
strain GB6 16S ri 
G 
574900 Bacteria_16S 


Proteob 
574900 Bacteria_16S 
koreense strain J 
Firmicu 
574900 Bacteria_16S 


Proteob 
574900 Bacteria_16S 
maricaloris strai 
maricaloris Bacte 


Aeromonas. 


G 
574900 Bacteria_16S 


16S 2363532 2363562 88 118 


gi 
ammaproteobacteria; Pasteurellales; Pa 
16S 2381674 2381700 92 118 gi 
ribosomal RNA, partial sequence 


ammaproteobacteria; Oceanospirillales; 
16S 2398347 2398373 92 118 gi 
SW28 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Sporo 
16S 2402903 2402929 92 118 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Veillonellaceae; 
16S 2404459 2404485 92 118 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
16S 2421376 2421426 4 54 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2421468 2421498 88 118 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 
2426063 2426089 92 118 
ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
2427439 2427469 88 118 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2441033 2441063 88 118 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2444068 2444094 92 118 gi 
GO7 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2445610 2445640 88 118 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2447117 2447147 88 118 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


gi 


al 


e 
mi 


2456249 2456279 88 118 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


2462217 2462247 88 118 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2469888 2469918 88 118 gi 


ct 


ce 
Chromatial 
118 gi 
sequence 
acteria; Gammaproteobacteria; Chromati 
2501387 2501417 88 118 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; Leg 
2502893 2502923 88 118 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2505952 2505982 88 118 gi 


acteria; Gammaproteobacteria; 
2471393 2471423 88 


al 


io 


ar 
ri 


ammaproteobacteria; Chromatiales; Ectoth 


219857485 
16S ribosomal RNA, partial sequence 2363042 23645 
st 
219857472 
2381197 23827 


H 
219857461 
nc 
sa 

219857458 


Vv 
219857457 
2403965 24054 
il 
219857445 
eq 
ae 


219857445 
eq 
ae 


219857441 
2425586 24269 


219857439 
2427049 24283 
omonadacea 
219857426 
ce 


219857423 


219857422 


na 
219857421 
qu 
ia 
219857413 
rt 
ia? 


219857408 


219857403 


219857402 


219857381 


219857380 


219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


ref|NR_025073.1 


eurellaceae. 


ref|NR_025060.1 


alomonadaceae; Halomona 
ref|NR_025049.1 
e 2397869 2399376 Sporos 
rcina. 
ref|NR_025046.1 
23 2403914 Veill 
la. 
ref|NR_025045.1 


86 Lactobacillus 


24024 
eillonel 


lus. 
ref |NR_025033.1 

2421026 242250 
mycetales; Coryn 


uence 
Actino: 


’ 


ref |NR_025033.1 
2421026 242250 
mycetales; Coryn 


uence 
Actino: 


, 


ref |NR_025029.1 


ref|NR_025027.1 
e; Oceanimonas. 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_025011.1 
92 2445097 Plano: 


24405 
es; Ecto 
24435 
crobium. 
ref|NR_025010.1 
2445148 2446624 Alishe 
dales; Alteromonadaceae; 
ref|NR_025009.1 
2446675 244812 
monadales; Pseud 


ence 
Altero: 


, 


ref 
ence 
rote 


NR_025001.1 
245578 
obacteria; A 


ial sequ 
7 Gammap 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 

ref |NR_024968.1 
uence 250240 
nellales; Legion 
ref|NR_024961.1 


24617 
eriales; 


24694 


es; Ecto 


24709 
es; Ecto 
25009 
nellacea 


tial seq 


a; Legio 


iorhodospiraceae; Alkali 


2534764 2534794 88 118 gi 


219857354 


fo} 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Sporosarcina 
arcina aquimarina 


Veillonella criceti 
nella criceti Bacteria; 


Lactobacillus kimchii 
kimchii Bacteria; 


Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Planomicrobium 


microbium koreense 


Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Pseudoalteromonas 

4 Pseudoalteromonas 
oalteromonadaceae; 


Aeromonas salmonicida 
3 2457213 Aeromonas 
eromonadales; 


Raoultella planticola 
ella planticola 

eae; Raoultella. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Legionella waltersii 
ella waltersii Bacteria; 


Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 


ref|NR_024942.1 
2534307 253578 


Friedmanniella 
3 Friedmanniella 


capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


Friedmanniella. 


574900 Bacteria_1 
spizizenii 
s 
574900 Bacteria_1 
methoxybenzovoran 
methoxybenzovoran 
574900 Bacteria_1 


subsp. 
subtilis subsp. 


spumicola strain 


spumicola Bacteri 


Nocardioidaceae; 


574900 Bacteria_1 


strain ATCC 43186 
Firmicutes; 


strain ATCC 43198 
Firmicutes; 


strain ATCC 51266 
Firmicutes; 


strain FI-25796 1 


strain HPA92 16S 
Proteobacteria; 
Proteobacteria; 


strain P925 16S r 
Proteobacteria; 


strain DSM 43194 


selangorensis str 
selangorensis Bac 


574900 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; 


mcmeekinii strain 
Bacteria; Firmicu 


574900 Bacteria_16S 


strain Se-1 16S r 


Deinococcus-Thermus; 
574900 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


574900 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


574900 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


574900 Bacteria_16S 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
574900 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


574900 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


574900 Bacteria_16S 


Lacto 
574900 Bacteria_16S 


Lacto 
574900 Bacteria_16S 


Lacto 
574900 Bacteria_16S 


G 
574900 Bacteria_16S 
strain 177 16S ri 
G 
574900 Bacteria_16S 


G 
574900 Bacteria_16S 


G 
574900 Bacteria_16S 


6S 2550870 2550896 92 118 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacill 
6S 2572254 2572296 14 56 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
6S 2587735 2587765 88 118 gi 
Ben 107 16S ribosomal RNA, partial seq 


1 


Friedmanniella. 
6S 2589288 2589314 92 118 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2590867 2590893 92 118 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2592441 2592467 92 118 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2593861 2593911 4 54 gi 


2599993 2600023 88 ils gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2601547 2601577 88 118 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603101 2603131 88 118 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2604655 2604685 88 118 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2610746 2610796 4 54 


Pa 
gi 


Pa 
gi 


Pa 
gi 


2617121 2617147 92 118 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2620195 2620225 88 118 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2621673 2621699 92 118 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2629268 2629314 8 54 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
2633839 2633865 92 118 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2635324 2635354 88 118 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2638468 2638498 88 118 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


al 


E 


mi 


co 


ct 


ue 
ri 


2639864 2639914 4 54 gi 
16S ribosomal RNA, partial sequence 

ne 
2641408 2641462 2 56 gi 
eltaproteobacteria; Desulfobacterales; 
2673121 2673147 92 118 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2682268 2682294 92 118 gi 


D 


e 
ac 


219857343 


al 
219857286 


os 
219857276 
ue 
a; Actinobacteria; Actinobacteridae; Act 


219857275 


cus. 
219857274 


cus. 
219857273 


cu 
219857272 
6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
574900 Bacteria_16S 
granulomatis stra 
granulomatis Bact 
574900 Bacteria_16S 


ne 
219857268 
al 
1: 
219857267 
2601060 26025 
st 
219857266 
2602614 26041 
st 
219857265 
2604168 26056 
st 
219857258 
16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
574900 Bacteria_16S 


do 
219857254 


ct 
219857252 


219857251 
en 
219857239 
2628913 26303 
ak 
219857236 


se 


219857234 


219857232 


219857231 


219857230 
6S ribosomal RNA, partial sequence 2641027 26425 


219857207 


partial 
es; Baci 


sequence 
tridiale 


nce 
inomycet 
25888 


s 


25903 
s 


25919 
s. 
bacterin 
sequenc 
a; Paste 
eurellac 
eurellac 


eurellac 


nocardin 


sequenc 
obacilla 


26197 
nterobac 


ce 26212 
crobium. 
hermus. 


quence 
ccaceae; 


26348 
eriales; 


nce 


a; Paste 


26395 
bacterin 
esulfoba 


sequence 
tobacill 


219857201 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Clostridium 
7 Clostridium 
e; Clostridium. 

Friedmanniella 
9 Friedmanniella 
cterineae; 


ref 
sequ 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref |NR_024907.1 

2587275 258874 
ales; Propioniba 


’ 


Enterococcus mundtii 
coccus mundtii Bacteria; 


ref|NR_024906.1 
00 2590328 Entero 


ref |NR_024905.1 
79 2591887 Entero 


Enterococcus cecorum 
coccus cecorum Bacteria; 


ref |NR_024904.1 
38 2593451 Entero 


Enterococcus dispar 
coccus dispar Bacteria; 


ref|NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024899.1 
e 2599506 260100 
urellales; Pasteurellaceae; Mannheimia. 
ref|NR_024898.1| Mannheimia ruminalis 
63 Mannheimia ruminalis Bacteria; 

eae; Mannheimia 
ref|NR_024897.1| Mannheimia varigena 
17 Mannheimia varigena Bacteria; 

eae; Mannheimia. 
ref|NR_024896.1| Mannheimia glucosida 
71 Mannheimia glucosida Bacteria; 

eae; Mannheimia. 
ref|NR_024889.1| Prauserella rugosa 
91 Prauserella rugosa Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_024885.1| Paralactobacillus 

e 2616635 2618129 Paralactobacillus 
ceae; Paralactobacillus. 
ref|NR_024883.1| Kluyvera georgiana 
36 2621149 Kluyvera georgiana Bacteria; 
teriaceae; Kluyvera. 

ref|NR_024881.1| Planomicrobium 

00 2622680 Planomicrobium mcmeekinii 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Mannheimia 
9 Mannheimia 


ref|NR_024867.1| Thermus scotoductus 
81 Thermus scotoductus Bacteria; 


Planomicrobium 
1 Planomicrobium 


ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


Citrobacter werkmanii 

acter werkmanii 

eae; Citrobacter. 
Actinobacillus 

1 Actinobacillus 

urellaceae; 


ref|NR_024859.1 
12 2640976 Mycoba 


Mycobacterium alvei 
cterium alvei Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_024858.1| Desulfocella halophila 
73 Desulfocella halophila Bacteria; 
cteraceae; Desulfocella. 
ref |NR_024835.1| Lactobacillus 

2672606 2674164 Lactobacillus 
aceae; Lactobacillus. 


straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 


straminisolvens B 


acteria; Firmicutes; Clostridia; Clostri 


diales; 


ref |NR_024829.1| Clostridium 
2681812 2683258 Clostridium 
Clostridiaceae; Clostridium. 


574900 Bacteria_16S 2688044 2688094 4 54 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

574900 Bacteria_16S 2696976 2697002 92 118 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

574900 Bacteria_16S 2698530 2698556 92 118 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 2706168 2706194 92 118 gi|219857184|ref|NR_024812.1| Exiguobacterium 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
574900 Bacteria_16S 2712070 2712096 92 118 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 2716572 2716602 88 118 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

574900 Bacteria_16S 2725746 2725772 92 118 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 2727207 2727253 8 54 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

574900 Bacteria_16S 2733360 2733390 88 118 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

574900 Bacteria_16S 2734850 2734880 88 118 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
574900 Bacteria_16S 2736340 2736370 88 118 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

574900 Bacteria_16S 2745186 2745212 92 118 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

574900 Bacteria_16S 2762944 2762974 88 118 gi|219857142|ref|NR_024770.1| Edwardsiella tarda 
strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 2763940 Edwardsiella tarda ATCC 15947 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 
574900 Bacteria_16S 2764460 2764490 88 118 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella ictaluri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

574900 Bacteria_16S 2765976 2766006 88 118 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

574900 Bacteria_16S 2769001 2769027 92 118 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 2776564 2776614 4 54 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 2782614 2782644 88 118 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

574900 Bacteria_16S 2817282 2817308 92 118 gi| 219856912 |ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

574900 Bacteria_16S 2844587 2844613 92 118 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

574900 Bacteria_16S 2855467 2855497 88 118 gi|219856887|ref|NR_024706.1| Pseudomonas flectens 
strain ATCC 12775 16S ribosomal RNA, partial sequence 2854985 2856506 Pseudomonas flectens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 

574900 Bacteria_16S 2863182 2863212 88 118 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

574900 Bacteria_16S 2866265 2866295 88 118 gi|219856880|ref|NR_024699.1| Marinobacterium 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacterium. 


2865789 286730 


5 Marinobacterium 


574900 Bacteria_16S 
weihenstephanensi 
weihenstephanensi 
574900 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


574900 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


574900 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


574900 Bacteria_16S 
IFO15715 16S ribo 


Bacillales; Bacil 


574900 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


574900 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


574900 Bacteria_16S 


2869390 2869416 92 118 
s Bacteria; Firmicutes; 
2870970 2870996 92 118 
lales; Bacillaceae; Bacillus. 
2872547 2872573 92 118 
lales; Bacillaceae; Bacillus. 
2875712 2875738 92 118 
lales; Bacillaceae; Bacillus. 
2878858 2878884 92 118 


laceae; Bacillus. 
2880424 2880450 92 118 
lales; Bacillaceae; Bacillus. 


2881977 2882003 92 118 


lales; Bacillaceae; Bacillus. 
2892360 2892414 1 55 


6S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 


somal RNA, partial sequence 2878366 


S ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


gi|219856878 


s strain DSM11821 16S ribosomal RNA, partial sequence 
Bacillales; 


Bacillaceae; 
gi| 219856877 
2870477 28720 


gi| 219856876 
2872057 28735 


gi|219856874 
2875223 28767 


gi|219856872 
2879894 Bacil 


gi|219856871 
2879945 28814 


gi|219856870 
2881499 28830 


gi|219856861 


strain S-1 16S ribosomal 
Proteobacteria; 
574900 Bacteria_16S 
strain S-1 16S ribosomal 
Proteobacteria; 


Gammaproteobacteria; Vibrionales; 
2892475 2892505 88 


Gammaproteobacteria; Vibrionales; 


RNA, partial sequence 


118 
RNA, partial sequence 


gi 


Vibri 


2892009 28935 
Vibrionaceae; 


2892009 28935 


Vv 
219856861 


onaceae; V 


ref |NR_024697.1 
286889 
illus; Bacil 


NR_024696.1 


Bac 
ref 


ref|NR_024695.1 
ref 


NR_024693.1 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024690.1 


ref 


NR_024689.1 


ref|NR_024680.1 


Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
ibrio. 


ref 


NR_024680.1 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
ibrio. 


574900 Bacteria_16S 


strain IAM 14848 


strain IAM 14851 


vitulinus strain 


vitulinus Bacteria; 
574900 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 
pasteuri Bacteria; 
574900 Bacteria_16S 
lugdunensis strain ATCC 4 
lugdunensis Bacteria; 
574900 Bacteria_16S 


2899976 2900018 75 117 


2901528 2901554 92 118 


2907693 2907719 92 118 
ATCC 51145 16S ribosomal RNA, 
Firmicutes; Bacillales; 
2909239 2909265 92 118 
Firmicutes; Bacillales; 
2910783 2910809 92 118 
Firmicutes; Bacillales; 
2912325 2912351 92 


118 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
574900 Bacteria_16S 
16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
574900 Bacteria_16S 
partial 
Staphylococ 


Staphylococcus 


3809 16S ribosomal RNA, partia 
Staphylococ 


gi| 219856856 


gi|219856855 


219856851 
sequence 
cus. 
219856850 


gi 
gi 


219856849 
1 sequence 
cus. 

219856848 


gi 


gi 


strain ATCC 43959 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Bac 
574900 Bacteria_16S 
delphini strain ATCC 4917 


delphini Bacteria; Firmic 


2913869 2913895 92 


illales; Staphylococcus. 
118 gi 
1 16S ribosomal RNA, partial s 


utes; Bacillales; Staphylococc 


29118 


219856847 
equence 
us. 


ref|NR_024675.1 
; Microbacteriac 
ref |NR_024674.1 


; Microbacteriac 
ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 


27 2913320 Staph 


ref 


2913371 29148 


NR_024666.1 


y 


6 


574900 Bacteria_16S 


strain ATCC 35538 
Bacteria; 


strain IFO 15467 
Proteobacteria; 


japonicum strain 
japonicum Bacteri 


collinoides strai 


collinoides Bacteria; 
574900 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; G 


strain JCM1235 16 
Proteobacteria; G 


Firmicutes; 
574900 Bacteria_16S 

arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 
arlettae Bacteria; 
574900 Bacteria_16S 


G 


2915412 2915438 92 118 


Bacillales; 
2916954 2916980 92 


118 


Firmicutes; Bacillales; 


2930466 2930496 88 118 


2931971 2932001 88 118 
ATCC 19191 16S ribosomal RNA, 
2945637 2945663 92 118 


Firmicutes; 


2947191 2947221 88 118 


2948681 2948711 88 118 


2950169 2950199 88 118 


16S ribosomal RNA, partial sequence 
Staphylococcus. 


Staphylococcus. 


16S ribosomal RNA, partial sequence 2930007 29314 
ammaproteobacteria; Oceanospirillales; 
574900 Bacteria_16S 
partial 
a; Proteobacteria; Gammaproteobacteria; 
574900 Bacteria_16S 
n JCM1123 16S ribosomal RNA, partial sequence 
Lactobacillales; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
574900 Bacteria_16S 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
574900 Bacteria_16S 
strain JCM1237 16S ribosomal RNA, partial sequence 


219856846 
29149 


gi 


gi|219856845 


gi| 219856836 
Oceanobac 
219856835 
sequence 

Oceanosp 
219856826 


gi 


gi 


Lactobacillace 
gi| 219856825 
2946729 29481 

Enterobac 

gi| 219856824 

2948221 29496 

Enterobac 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref|NR_024655.1 
ter. 
ref|NR_024654.1 
2931509 293296 
irillales; Pseud 
ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 
ref|NR_024644.1 


teriaceae; Serra 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 


gi| 219856823 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 


Oceanobacter kriegii 


58 Oceanobacter kriegii Bacteria; 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 
Lactobacillus 
8 Lactobacillus 
Ss. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 


ref|NR_024642.1 


Enterobacter amnigenus 


2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


574900 Bacteria_1 


strain IFO 16068 


574900 Bacteria_16S 


Gammaproteobacter 
574900 Bacteria_16S 
antarctica strain 
antarctica Bacter 


Nocardioidaceae; 


574900 Bacteria_16S 
macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 
574900 Bacteria_16S 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 
574900 Bacteria_16S 


strain 10.268-1 1 


574900 Bacteria_16S 


strain IFO 15059 


6S 2954524 2954574 4 54 gi 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


ref|NR_024639.1 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
2960578 2960608 88 118 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
ia; Alteromonadales; Colwelliaceae; Colwellia. 
2969781 2969811 88 118 gi|219846944|ref|NR_026536.1| Friedmanniella 
AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 
2977325 2977375 4 54 gi| 219846938 |ref|NR_026530.1| Streptomyces 
n A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
2978857 2978907 4 54 gi| 219846937 |ref|NR_026529.1| Streptomyces 
rain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
2984981 2985031 4 54 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
6S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
2988121 2988151 88 118 gi|219846931|ref|NR_026523.1| Skermania piniformis 
16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 
2989655 2989685 88 118 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 


574900 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; 


strain LS-13 16S 
Proteobacteria; 


strain 441-1 16S 
Proteobacteria; 


hydrogenophilus s 
hydrogenophilus B 


574900 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


574900 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


574900 Bacteria_16S 


strain RF-4 16S r 


Deinococcus-Thermus; 
574900 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


574900 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


574900 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


574900 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


574900 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


574900 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


574900 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


574900 Bacteria_16S 


G 
574900 Bacteria_16S 


G 
574900 Bacteria_16S 


G 
574900 Bacteria_16S 


ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3024516 3024542 92 118 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3030559 3030585 92 118 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3032017 3032059 14 56 gi 


ridiales; Clostridiaceae; Clostridium. 
3038223 3038249 92 118 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3041267 3041293 92 118 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 

3048923 3048949 92 118 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Aerococcaceae; E 
3053466 3053492 92 118 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3056521 3056551 88 118 gi 


L 


qu 
oc 


el 


Ss. 


re 


6S ribosomal RNA, partial sequence 2989207 29906 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
2991190 2991220 88 118 gi|219846929|ref|NR_026521.1 
ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter 
ammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 
2992682 2992712 88 118 gi|219846928|ref|NR_026520.1 
ribosomal RNA, partial sequence 2992209 29936 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
2995584 2995637 1 54 gi|219846926|ref|NR_026518.1 
train Z-829 16S ribosomal RNA, partial sequence 2995219 299673 
acteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 
2998777 2998803 92 118 gi|219846924|ref|NR_026516.1 
in DSM 2641 16S ribosomal RNA, partial sequence 2998293 299981 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
3012399 3012429 88 118 gi|219846915|ref|NR_026507.1 
n BC361 16S ribosomal RNA, partial sequence 3011945 301344 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Marmoricola. 
3021359 3021405 8 54 gi|219846909|ref|NR_026501.1 


3021006 30224 


hermus. 


219846907 


ence 


219846897 
3037737 30392 


219846895 
3040796 30422 


219846889 
30484 
mococcus. 
219846886 
3052993 30544 


dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 


dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Succinivibrio. 


occaceae 
219846903 
3030089 30315 
otrichac 
219846901 
somal RNA, partial sequence 3031628 3033115 Clost 


ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026495.1 


eae. 
ref 
ridi 


NR_026493.1 
um indolis B 


ref|NR_026489.1 


ref |NR_026487.1 


ref|NR_026481.1 
54 3049838 Eremoc 


ref |NR_026478.1 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Hydrogenobacter 
2 Hydrogenobacter 


Anoxybacillus 
6 Anoxybacillus 


Marmoricola 
1 Marmoricola 


bacterineae; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Enterococcus 
9 Enterococcus 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Clostridium indolis 
acteria; Firmicutes; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Eremococcus coleocola 
occus coleocola 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


eriaceae; Formivibrio. 
219846884 | ref |NR_026476.1 
3056079 305754 


Suc 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


574900 Bacteria_16S 


strain M663-98-1 
Firmicutes; 


strain ml1134/97/1 


Firmicutes; 


Proteobacteria; 


strain 1607-97 16 


Firmicutes; 


Bacteria; 


Lactobacillales; 


574900 Bacteria_16S 
antarctica strain 
antarctica Bacteria; 


Psychromonas. 


574900 Bacteria_16S 


Bacil 
574900 Bacteria_16S 


Lactobacillales; 
574900 Bacteria_16S 
strain 4-87 16S r 
G 


Lacto 
574900 Bacteria_16S 
amylophilus strai 
Proteob 
574900 Bacteria_16S 
700631 16S riboso 


3067056 3067082 92 


3069991 3070017 92 


3072945 3072975 88 


3089616 3089642 92 


Firmicutes; 


3091052 3091078 92 


3095566 3095596 88 


3100083 3100109 92 


Aerococcaceae; Facklamia. 


3116598 3116628 88 
star-1 


3134498 3134528 88 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
574900 Bacteria_16S 
balaenopterae str 
balaenopterae Bacteria; 
574900 Bacteria_16S 


mal RNA, partial sequence 


118 


118 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


118 


118 


118 


S ribosomal RNA, partial sequence 


bacillales; Aerococcaceae; Ignavigranum. 


118 


118 


Incertae 


Vagococcus. 


Aeromonadales; 


gi|219846877 


16S ribosomal RNA, partial sequence 3066573 30679 
lales; Bacillales Family XI. 


Sedis; 
219846875 
30695 


gi 


gi|219846873 
3072467 30738 
Balneatri 


gi| 219846862 


ain M1975/96/1 16S ribosomal RNA, partial sequen 
Lactobacillales; 


gi|219846861 
3090574 30919 


gi|219846858 


n H 18 16S ribosomal RNA, partial sequence 30950 
acteria; Gammaproteobacteria; 


Suc 


gi|219846855 


3099595 3101003 Fackl 


118 


118 


strain A901/1 16S riboso 
Proteobacteria; Alphapro 


mal RNA, partial sequence 
teobacteria; 


Rhodobacterales; 


574900 Bacteria_16S 
617-93 16S riboso 


Bacillales; 


strain 2045-94 16 
Firmicutes; 


falsenii CCUG 336 


Bacteria; Actinobacteria; 


Corynebacterium. 


574900 Bacteria_16S 
pedioforme strain 
pedioforme Bacteria; 
574900 Bacteria_16S 
guttoideum strain 
guttoideum Bacteria; 
574900 Bacteria_16S 


strain YH-15 16S 
Firmicutes; 


strain CE2203 16S 
Proteobacteria; 


574900 Bacteria_16S 
8 16S ribosomal RNA, partial sequence 
Aerococcaceae; 


strain ATCC 70062 
Firmicutes; 


sibiricus strain 
sibiricus Bacteri 
CECT 4600 16S rib 


Proteobacteria; 


ATCC19120 16S rib 
Bacillales; 


strain LMG 2142 1 


strain LLAP12 16S 
Bacteria; Proteob 


Bacillales; 
574900 Bacteria_16S 


Lactobacillales; 
574900 Bacteria_16S 


Lactobacillales; 
574900 Bacteria_16S 


G 


3140531 3140557 92 


3142090 3142116 92 


3147991 3148041 4 
51 16S 


3149634 3149664 88 
DSM 38 


3157344 3157386 14 


ribosomal RNA, 


3197054 3197080 92 


3227144 3227174 88 


3245462 3245488 92 


Listeria. 


3261832 3261858 92 


3266397 3266427 88 


3267815 3267845 88 


mal RNA, partial sequence 
Bacillales Family XI. 
574900 Bacteria_16S 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
574900 Bacteria_16S 
osomal RNA, partial sequence 
Listeriaceae; 
574900 Bacteria_16S 


118 


gi|219846844 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi|219846832 
3134094 31355 
Rhodobacter 


gi| 219846828 


3140051 3141558 Gemel 


Incertae Sedis; 


118 


S ribosomal RNA, partial sequence 
Bacillales Family XI. 


54 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


118 


56 


Facklamia. 


118 


118 


118 


118 


Sphingomonadales; 


118 


ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
574900 Bacteria_16S 


118 


strain L2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Gemella. 


Incertae 


Legionellales; 


gi| 219846827 
3141609 31431 
Sedis; 
219846823 
31476 
Cory 


gi 


gi| 219846822 


02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Chromat 


gi| 219846817 


DSM 4024 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Lachn 
3164931 3164957 92 118 gi| 219846812 
partial sequence 3164429 31659 
Lactobacillaceae; Lactobacillus. 
3172517 3172547 88 118 gi| 219846806 
ribosomal RNA, partial sequence 3172065 31735 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
3180061 3180087 92 118 gi|219846801 


31795 


gi|219846790 


RB16-17 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 
Sandaracinobacter. 
574900 Bacteria_16S 


gi|219846769 
3226672 32281 
V 
gi|219846757 
3244997 32464 


gi|219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
574900 Bacteria_16S 


Sphingomon 
gi| 219846743 
3265947 32672 
Leg 


Carnobacteri 


Alteromonadales; 


Sphingomonadales; 


ref|NR_026469.1 


ref |NR_026467.1 


ref |NR_026465.1 
xX 
ref|NR_026454.1 
ce 3089141 309052 
aceae; 
ref |NR_026453.1 
90 Ignavigranum 


ref |NR_026450.1 


ref 
amia 


NR_026447.1 
ignava Bact 


ref |NR_026436.1 

3116131 311762 
Psychr 
ref |NR_026424.1 
aceae; Paracoccu 
ref |NR_026420.1 
la bergeri Bacte 


ref|NR_026419.1 


ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 
ref|NR_026414.1 
149167 315062 
iales; 
ref |NR_026409.1 

3156952 315844 
ospiraceae. 
ref|NR_026404.1 
45 Lactobacillus 


Ww 


ref |NR_026398.1 
Thiorhodococcus 
ref |NR_026393.1 
83 3181087 Fackla 
ref|NR_026382.1 
196654 319807 
Sphing 


Ww 


ref|NR_026361.1 


ibrio. 
ref |NR_026349.1 


ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref|NR_026335.1 


ionellaceae; Leg 


gi| 219846742 


22 Listeria grayi Bacteria; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


Vagococcus lutrae 


11 3070973 Vagococcus lutrae Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Granulicatella 
3 Granulicatella 


Granulicatella. 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Ruminobacter 


79 3096617 Ruminobacter amylophilus 
cinivibrionaceae; 


Ruminobacter. 
Facklamia ignava ATCC 
eria; Firmicutes; 


Psychromonas 
9 Psychromonas 


omonadaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


s. 
Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Thiolamprovum 
5 Thiolamprovum 


Chromatiaceae; Thiolamprovum. 


Desulfotomaculum 
6 Desulfotomaculum 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Facklamia hominis 
mia hominis Bacteria; 


Sandaracinobacter 
0 Sandaracinobacter 


omonadaceae; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Listeria grayi strain 
Firmicutes; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 


ref|NR_026334.1 


Legionella lytica 


3267345 3268825 Legionella lytica Bacteria; 


574900 Bacteria_ 


sulfidovorans str 
sulfidovorans Bac 


Methylophaga. 
574900 Bacteria_ 


strain DSM 5351 1 
Bacil 


Firmicutes; 
574900 Bacteria_ 


strain 1A-C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


574900 Bacteria_ 


strain Z-7591 16S 
Spi 


Spirochaetes; 
574900 Bacteria_ 


pantelleriensis s 
pantelleriensis B 


Halomonas. 


574900 Bacteria_16S 
aotearoense strai 
aotearoense Bacte 
T 
574900 Bacteria_16S 


Incertae Sedis; 


strain DSM 44183 


Proteobacteria; 


Methylophaga. 


574900 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 


Chromohalobacter. 


574900 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; 


marinum DSM 5261 
Proteobacteria; 


strain DSM 20138 
strain ATCC 33048 
Bacteria; 


strain NCTC 25174 


Bacteria; Actinob 


Cellulomonas. 


574900 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


574900 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


574900 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


574900 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


574900 Bacteria_16S 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 


G 
574900 Bacteria_16S 
marismortui strai 
marismortui Bacte 


G 
574900 Bacteria_16S 


G 
574900 Bacteria_16S 


Firmicu 
574900 Bacteria_16S 


16S 3299853 3299883 88 118 gi 
ain RB-1 16S ribosomal RNA, partial se 


teria; Proteobacteria; Gammaproteobact 


16S 3302961 3302987 92 
6S ribosomal RNA, 
lales; Salinicoccus. 

16S 3310436 3310486 4 54 
ibosomal RNA, partial sequence 


118 gi 


gi 


16S 3318097 3318123 92 118 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
16S 3319612 3319642 88 118 gi 
train AAP 16S ribosomal RNA, partial s 


acteria; Proteobacteria; Gammaproteoba 


gi 


3322553 3322607 2 56 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 
3336190 3336240 4 


54 gi 


3353054 3353084 88 118 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3382149 3382179 88 118 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


gi 


3383688 3383718 88 118 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3385211 3385241 88 118 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


3386684 3386714 88 118 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3388196 3388226 88 118 gi 


ammaproteobacteria; Chromatiales; Chro 
3403163 3403213 4 54 gi 


3410946 3410972 92 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3415304 3415354 4 54 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


118 gi 


3416770 3416820 4 54 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 
3419876 3419906 88 118 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


3421354 3421384 88 118 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


3422838 3422868 88 118 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 


219846721 
quence 
eria; 


219846719 


complete sequence 3302462 33040 


219846713 


3310081 33114 
occineae 


oc 
219846708 


3317638 33191 


eta. 

219846706 
equence 
cteria; 


219846704 
al sequenc 


er 


219846694 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
574900 Bacteria_16S 
strain FB2 16S ri 
G 
574900 Bacteria_16S 
thalassica strain 
thalassica Bacter 


ne 
219846682 


3352589 33540 
alomonad 


H 
219846661 
e 
a; 


219846660 
33832 
ciricketts 
219846659 
1 sequence 
ia; Oceano 


, 


219846658 

33862 
H 

219846653 


16S ribosomal RNA, partial sequence 3387742 33891 


matiaceae; 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 


ococcineae 
219846637 
34104 
nellaceae; 
219846634 
34149 
ales; Micr 
219846633 
tial seque 
ae; Actino 
219846631 
ence 34194 
nadales; P 


219846630 
al sequenc 
ria; Alter 


219846629 
ial sequen 
eria; Alte 


3424321 3424351 88 118 gi 


219846628 


Thio 


Oc 


obactera 


bacterin 


sequence 
Thiotri 


alomonad 


NR_026313.1 
3299393 330087 
hales; Pisci 


ref|NR_026311.1 
04 Salinicoccus 


ref|NR_026305.1 


7 Bo 
ref 


goriellaceae 
NR_026300.1 


ref |NR_026298.1 

3319157 332063 
eanospirillales; 
ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref|NR_026274.1 
aceae; Halomona 
NR_026253.1 
3381669 338315 
Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomona 
ref|NR_026245.1 


Rha 
ref 


bdochromatiu 
NR_026235.1 
; Micrococcaceae 
ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref 
nce 
myce 


NR_026225.1 

341641 
tales; Actin 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


Ss. 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Salinicoccus roseus 


roseus Bacteria; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Ss. 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Arthrobacter ilicis 


85 Arthrobacter ilicis Bacteria; 


, 


Arthrobacter. 
Dialister pneumosintes 
ter pneumosintes 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


ref|NR_026220.1 


342386 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromona 


574900 Bacteria_ 


aurantia strain 
aurantia Bacteri 
Pseudoalteromona 


574900 Bacteria_ 


atlantica strain 
atlantica Bacter 
Pseudoalteromona 


574900 Bacteria_ 


strain ATCC 4399 
Proteobacteria; 


574900 Bacteria_ 


strain DSM 20541 
Actinobacteria; 


574900 Bacteria_ 


strain DSM4333 
Actinobacteria; 


574900 Bacteria_ 


strain DSM4333 
Actinobacteria; 


574900 Bacteria_ 


bikiniensis stra 
bikiniensis Bact 
Streptomycetacea 


574900 Bacteria_ 


municipale strai 
municipale Bacte 
Pseudonocardiace 


574900 Bacteria_ 


municipale strai 
municipale Bacte 
Pseudonocardiace 


574900 Bacteria_ 


strain DSM 44070 
Bacteria; Actino 
Thermocrispum. 


574900 Bacteria_ 


strain DSM 20425 
Actinobacteria; 


574900 Bacteria_ 


pseudalcaliphilu 
pseudalcaliphilu 


574900 Bacteria_ 


strain DSM 8723 
Firmicutes; Baci 
574900 Bacteria 
strain DSM 8722 
Firmicutes; Baci 


574900 Bacteria_ 


strain DSM 8716 
Firmicutes; Baci 
574900 Bacteria 
strain DSM 8715 
Firmicutes; Baci 


574900 Bacteria_ 


DSM 6307 16S rib 
Bacillales; Baci 


574900 Bacteria_ 


strain Milford 7 
Proteobacteria; 


574900 Bacteria_ 


strain ATCC 1533 
Proteobacteria; 


574900 Bacteria_ 


strain 717 16S r 
Proteobacteria; 


574900 Bacteria_ 


daceae; Pseudoalteromonas. 

16S 3425798 3425828 88 118 gi 
ATCC 33046 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 
s. 
16S 3427280 3427310 88 118 gi 
IAM 12927 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteria 
s 
16S 


3428759 3428789 88 118 gi 
2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
16S 3457089 3457139 4 54 


Ss 
gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3473805 3473855 4 54 gi 
8 16S ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 3473897 3473927 88 118 gi 
8 16S ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 3485917 3485967 4 54 gi 
in DSM 40581 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Streptomyces. 

16S 3493630 3493680 4 54 gi 
DSM 44069 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ae; Thermocrispum. 

16S 3493722 3493752 88 118 gi 
DSM 44069 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ae; Thermocrispum. 

16S 3495010 3495060 4 54 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


n 


n 


b 


16S 3502544 3502574 88 118 gi 


Actinobacteridae; Actinomycetales; Micr 


16S 3534495 3534521 92 118 gi 
s DSM 8725 16S ribosomal RNA, partial s 
s Bacteria; Firmicutes; Bacillales; Bac 
16S 3536062 3536088 92 118 gi 


16S ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 
16S 3537620 3537646 92 118 

16S ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 
16S 3542318 3542344 92 118 

16S ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 
16S 3543872 3543898 92 118 
6S ribosomal RNA, 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 3456719 34581 


16S ribosomal RNA, partial sequence 3502100 35035 


3535585 35370 


3537139 35386 


3541838 35433 


complete sequence 3543393 35448 


219846627 
equence 
Alteromon 


219846626 
equence 

; Alteromo 
219846625 
34282 
hewanellac 
219846605 


ococcineae 
219846593 
34734 
nebacterin 
219846593 
34734 
nebacterin 
219846585 
sequence 
Actinomyc 


219846580 
sequence 
Actinomyce 


219846580 
sequence 
Actinomyce 


219846579 
34946 
Pseu 


ales; 


219846574 
ococcineae 
219846553 
equence 


illaceae; 
219846552 


219846551 


219846548 


219846547 


llales; Bacillaceae; Bacillus. 

16S 3545428 3545454 92 118 gi| 219846546 
osomal RNA, complete sequence 3544949 35464 
llaceae; Bacillus. 

16S 3557800 3557830 88 118 gi| 219846537 
4 16S ribosomal RNA, partial sequence 35572 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
16S 3559280 3559310 88 118 gi| 219846536 
8 16S ribosomal RNA, partial sequence 35587 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
16S 3560795 3560825 88 118 gi| 219846535 
ibosomal RNA, partial sequence 3560299 35617 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
16S 3562316 3562346 88 118 gi|219846534 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026177.1 
3485550 348706 
etal eptom 


tale 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref|NR_026166.1 


; Brevibacteriac 
ref|NR_026145.1 

3534017 353553 
Bacillus. 
ref |NR_026144.1 


ref |NR_026143.1 
44 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref |NR_026139.1 
98 Bacillus 


ref|NR_026138.1 
54 Bacillus 


ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


ibrio. 
ref|NR_026126.1 


nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


cohnii Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Streptomyces 
6 Streptomyces 
ycineae; 


v 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum agreste 
crispum agreste 


seudonocardiaceae; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Bacillus 
4 Bacillus 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 


3561815 356324 


8 Vibrio 


GCCTTGTACACACCGCCCGTCACAGCCGTGGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGTNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGTGTGCTTTAGACATGCAAGTCGAACGAGAAA 
GCCCTTCGGGGTGAGTAAAGTGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCCTCGCAGGGGGACAACCGGAGGAAACTCCGGCTAATACCCCGTACGCTT 
GTCGAGCCGCATGGCACCGACAAGGAAAGGTAGCTTCGGCCATCCGGCGAGGGATGGGCCCGCGGTACATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGA 
CGATGTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTCGGGAATCTTGCACAATGGGCGAAAG 
CCTGATGCAGCAACACCGTGTGAGCGATGAAGGCCCTAGGGTCGTAAAGCTCTGTTGTTAGGGACGAAGGGCGAAGGGTTAATAGCCCCTAGCTTGACGGTACCT 
TTCGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCGTGTAGGCGGTCTGGTA 
AGTCTGTCGTGAAAGGCTGGGGCTCAACCCTGGACGTGCGATGGATACTGCCAGACTAGAGGATGGTAGAGGCGAGTGGAATTCCCGGTGTAGCGGTGAAATGCG 
CAGATATCGGGAGGAACACCAGTAGCGAAGGCGGCTCGCTGGACCATACCTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGAACACTAGGTGTTGGGGGAGTCGAATCCCTCGGTGCCGAAGCCAACGCGTTAAGTGTTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAAGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTTCTTTAATTCGATGCAACGCGAAGAACCTTACCTGGACTTGACATGGTGCTGCAAGCGCACG 
GAAACGTGTGACCTTCGAGGGTGCACCACAGATGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCACCGAGCGCAACCCCCGTGAT 
GTGTTGCTAGCATTCAGTTGAGGACTCACATCAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCTCTTACGTCCAGGGCTAGA 
AACGTGCTACAATGGCGTACACAAAGGGCAGCAAGACCGTGAGGTGGAGCGAATCCCATCAAAGTGCGTCTAAGTTCGGATCGGAGTCTGCAACTCGACTCCGTG 
AAGCTGGAGTTGCTAGTAATCGCGGATCAGAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTAGGTAATGCCCGAAGT 
GGGTGCAGCTAACCCCTTTTGGGGAGGCGGCTCACGAAGGTAGGATCTGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCTGAAGGTGCGGCTGGATCACC 
TCCTTAAGCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGAAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGC 
TTAACACATGCAAGTCGAACGGTAACATGAGAGCTTGCTCTTGATGACGAGTGGCGCACGGGTGCGTAACGCGTATACAATCTACCTTTTACAGGGGGATAGCCT 
TTAGAAATGAAGATTAATATCCCATGGTATTATTGATTGGCATCAATTAATAATTAAAGCTTCGGCGGTAAGAGATGAGTATGCGTTCTATTAGCTAGATGGTGT 
GGTAACGGCACACCAAGGCAACGATAGATAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGA 
ATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAACCGCTCTACGTGTA 
GAGCTCTGACGGTACTGTAAGAATAAGGATCGGTTATCTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGT 
CCGCAGGTGGATAATTAAGTCAGGGGTGAAAGTCTGTAGCTCAACTGTGGAATTGCCTCTGATACTGGTTATCTTGAGTTATTATGAAGTGGATAGAATGTGTAG 
TGTAGCGGTGAAATGCATAGATATTACTCAGAATACCAATTGCGAAGGCAGATTACTAATAATCAACTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGGTTACTAGCTGTTCGGACTTCGTCTGAGTGCTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCG 
CAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATT 
GACAGGACTAGAGATAGTTTTTCCTTCGGGCAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAA 
CCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGATTGACGTCAAATCATCACGGCCCTTACG 
TCCTGGGCTACACACGTGCTACAATGGTTGGGACAATGAGCAGCCACTGGCCGACCAGGAGCGAATCTATAAACTATATCACAGTTCGGATCGGAGTCTGCAACT 
CGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCTGGGA 
GTGCCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGGTAAAATTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGTAAGGCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCTACACTCTGGGATA 
AGCCCGGGAAACTGGGTCTAATACCGGATATGACTTCGCGGTCGCATGGTCGTGGGGTGGAAAGTTCCGGCGGTGTAGGATGGCCCGCGGCCTATCAGCTTGTTG 
GTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCGCAATGGGCGAAAGCCTGAGCCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCGAGTGACG 
GTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGT 
TTGTCGCGTCGACTGTGAAAACCTACAGCTTAACTGTGGGCTTGCAGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGA 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCGACGCGTAAACGGTGGGCGCTAGGTGTGGGGGTCTTCCACGACTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCATTGGAAAC 
CTGCAGAGATGTAGGCTCCCTTGTGGCCGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCA 
GGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCAGAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGA 
CCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACA 
CCCGAAGCCCGTGGCCCAACCCGTAAGGGGGGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGTTTGAKCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCATGGGGGCAACCTGATGGCGAGTGGCGAACGG 
GTGAGTAATATATCGGAACGTACCCCAGAGTGGGGGACAACCAGTCGAAAGATTGGCTAATACCGCATACGATCTATGGATGAAAGTGGGGGACCTTCGGGCCTC 
ACGCTCCTGGAGCGGCCGATAGCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTT 
GTAAAGCTCTTTTGTCAGGGAAGAAATTGATTGGGCTAATATCCCGATTAGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGACAGATGTGAAATGCCCGGGCTCAACCTGGGAATTGCATT 
TGTGACTGCACGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGG 
GATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCACTAAACGATGTCGACTAGTTGTTGGGTCTTAATAGA 
CTTAGTAACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGAAAGCACAAGCGGTGGATGATGTGG 
ATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTTACATGTCAGAAATCCCGAAGAGATTTGGGAGTGCTCGAAAGAGAGCCTGAACACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAAACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTGCATACAGAGGGTTGCCAACCCGAGAGGGG 
GAGCTAATCTCAGAAAGTGCATCGTAGTCCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTAGGTAGCTTAACCGTAAGGAGGGCGCTTACCACGGTAGGATTCGTGA 
CTGGGGTGAAGTCGTAACAAGGTAAAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGG 
GGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTGACTCTGGGATAAGCCCGGGAAACCAGGTCTAATACCGGATACGATCCATCTCTCTC 
CTGTGATGATGGTGGAAAGATTTATCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAACCGGCCTGA 
GAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGAGCCAGCGACGCCGC 
GTGAGGGATGACGGCCTTCGGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGGAGAAGCGCCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGTCGTGAAAGCCACGCCTTAACCGTGGGTCTG 
CGGTGGATACGGGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCT 
CTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTC 
CACGGATTCCGCGCTGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGCGGAGC 
ATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCGGAAATCCATCAGAGATGGTGGGTCCTTTTTGGGCCGGTGACAGGTGGTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGGTGGGACTCATGGGAGACC 
GCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGAAAC 
CGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCTTGTGGGGGGAGCGGTCGAAGGTG 
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574900 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; 


strain NS 16S rib 
Proteobacteria; G 
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strain ATCC 35912 
Bacteria; Proteob 
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strain WO-44C 16S 
Proteobacteria; G 
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celerecrescens st 
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hiberniae strain 
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Mycobacteriaceae; 
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strain NCIMB 629 
Firmicutes; Bacil 


574900 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


574900 Bacteria_16S 


CIP 7430 
G 


strain 
Proteobacteria; 


574900 Bacteria_16S 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


574900 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


574900 Bacteria_16S 


strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 


574900 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


574900 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


G 
574900 Bacteria_16S 


3563801 3563831 88 118 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3565281 3565311 88 118 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3566787 3566817 88 118 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 


osomal RNA, partial sequence 


ribosomal RNA, partial sequence 


3566301 35677 


3575389 35768 


56 Vibrio diazotrophicus Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3568293 3568323 88 118 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3575857 3575887 88 118 gi|219846525|ref|NR_026117.1| Legionella feeleii 


54 Legionella feeleii Bacteria; 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
3598702 3598744 14 56 gi|219846508|ref|NR_026100.1| Clostridium 
rain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3607950 3607980 88 118 gi|219846500|ref|NR_026092.1| Mycobacterium 
ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
3609468 3609494 92 118 gi|219846499|ref|NR_026091.1| Planococcus kocurii 


acteria; Actinobacteridae; Actinomycetal 
3622664 3622694 88 118 gi 
ulosis strain 5617 16S ribosomal RNA, 

tuberculosis Bacteria; Actinobacteria; 
; Mycobacteriaceae; Mycobacterium; Myc 
3625710 3625740 88 118 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 


pa 
A 
ob 


’ 


al 


3630333 3630387 2 56 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3631858 3631912 2 56 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


gi 


v 


v 
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succiniciproducen 
Anaerobiospirillu 
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thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
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tamworthensis str 
tamworthensis Bac 
Amaricoccus. 
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gelidimarina stra 
gelidimarina Bact 
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gelidimarina stra 
gelidimarina Bact 
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574900 Bacteria_16S 


strain IC079 16S 


3633436 3633466 88 118 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m. 


al 
ob 


3639454 3639504 4 54 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 

3654828 3654858 88 118 gi 
ain Benl03 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


rt 
ac 


v 


se 
er 


3657776 3657830 1 55 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3657891 3657921 88 118 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3659448 3659478 88 118 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


s 
ri 


s 
ri 


qu 
er 


16S ribosomal RNA, partial sequence 3608971 36104 


lales; Planococcaceae; Planococcus. 
3610949 3610975 92 118 gi| 219846498 |ref|NR_026090.1 
16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 
lales; Planococcaceae; Planococcus. 
3612420 3612450 88 118 gi| 219846497 |ref|NR_026089.1 
16S ribosomal RNA, partial sequence 3611933 3613434 Aeromo 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
3617035 3617065 88 118 gi|219846494|ref|NR_026086.1 
Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycoba 


219846490 


219846488 


219846485 
3629961 36314 


219846484 
3631486 36329 


219846483 


219846479 


219846468 


219846466 


219846466 


219846465 


es; Corynebacterineae; M 
ref 
rtial sequen 
ctinobacteri 
acterium avium complex ( 
ref|NR_026080.1 
68 3626729 Mycoba 


nebacterineae; M 


NR_026082.1 
ce 362222 
dae; Actino 


36252 
es; Cory 


ref|NR_026077.1 


Geobacterace 


ref 


ae; Geobacte 
NR_026076.1 
Geobacteraceae; Geobacte 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


sequenc 
acteria; 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


ial sequ 
teridae; 


NR_026060.1 
3654403 365582 
terales; O° 


quence 
ia; Rhod 


ref|NR_026058.1 
3657404 365891 
omonadales; Shew 
ref|NR_026058.1 
3657404 365891 
omonadales; Shew 
ref|NR_026057.1 
3658961 366046 
romonadales; She 


equence 
a; Alter 


equence 
a; Alter 


ence 
ia; Alte 


3660995 3661025 88 118 gi 
ribosomal RNA, partial sequence 


219846464 
3660516 3661990 Glaciecola pallidula Bacteria; 


wanellaceae; 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 

Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


ae 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


r. 

Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


, 


Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Shewanella 
0 Shewanella 
anellaceae; 
Shewanella 
0 Shewanella 
anellaceae; 
Shewanella 
5 Shewanella 


Shewanella. 


Shewanella. 


Shewanella. 


ref|NR_026056.1 


Glaciecola pallidula 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


574900 Bacteria_16S 3664048 3664078 88 118 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

574900 Bacteria_16S 3679322 3679348 92 118 gi|219846451|ref|NR_026042.1| Rickettsia 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 3680323 Rickettsia 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

574900 Bacteria_16S 3692878 3692908 88 118 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 

574900 Bacteria_16S 3694405 3694435 88 118 gi|219846441|ref|NR_026032.1| Pasteurella aerogenes 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

574900 Bacteria_16S 3695842 3695872 88 118 gi| 219846439 |ref Actinobacillus 


porcinus strain N 
Bacteria; Proteob 
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Actinoplanes. 
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Mycobacterium. 
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Mycobacterium. 
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Proteobacteria; G 
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strain Co53T 16S 
Spirochaetes; Spi 
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strain RB 16S rib 
Proteobacteria; A 
fever group. 
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strain PS-1 16S r 
Proteobacteria; G 
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allosaccharophila 
allosaccharophila 
Aeromonas. 
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parahaemolyticus 
parahaemolyticus 
Haemophilus. 


574900 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 
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hominis strain 65 
Bacteria; Proteob 


574900 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


574900 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


ce 
Ad: 


M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3712300 3712350 4 54 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


3721304 3721354 4 54 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3721396 3721426 88 118 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3722966 3722992 92 118 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3733102 3733152 4 54 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

3749332 3749362 88 118 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3759986 3760012 92 118 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3781042 3781068 92 118 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ric 


1 
il 


eq 


a 
gi 


on 


ke 


3797600 3797630 88 118 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3812814 3812844 88 118 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


gi 
ci 


ar 
ba 


3823563 3823593 88 118 
strain 536 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


gi 
complete 
Gammaproteob 


s 
ac 


3825093 3825123 88 118 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pasteure 
3828139 3828169 88 118 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3832602 3832628 92 118 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
3835509 3835539 88 118 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


11 


ct 


R 


H 


219846428 


219846420 


219846420 


219846419 


219846412 


219846401 
3748871 37503 


219846392 
3759507 37610 


219846376 
3780594 37820 
219846364 
3797117 37986 


219846354 


219846347 


219846346 


219846344 


219846340 


219846338 
3835060 38365 


36953 
ales; Pa 


ce 37119 
es; Micr 


37209 


es; Cory 


37209 


es; Cory 


sequence 
laceae; 


uence 
Actinomy 


aceae; V 


ttsiacea 


ricketts 


tial seq 
cteria; 


equence 


teria; P 


38245 
ales; Pa 


38276 
eriales; 


38321 
uminococ 


alomonad 


574900 Bacteria_16S 


strain 62 16S rib 


3837039 3837069 88 118 gi 
osomal RNA, partial sequence 


219846337 
3836584 3838063 Halomonas pacifica Bacteria; 


NR_026030.1 
71 3696836 Actinobacillus porcinus 
steurellaceae; Actinobacillus. 
ref|NR_026019.1| Actinoplanes 

82 3713392 Actinoplanes auranticolor 
omonosporineae; Micromonosporaceae; 


ref|NR_026011.1 
52 3722442 Mycob 
nebacterineae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


= o 


ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Bacillus 
9 Bacillus 


ref |NR_026010.1 
3722493 372398 
Bacillus. 
ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


Actinomadura 
0 Actinomadura 
sporangineae; 


ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 
ibrio. 
ref|NR_025983.1| Borrelia coriaceae 
25 Borrelia coriaceae Bacteria; 


ref|NR_025967.1| Rickettsia honei 
84 Rickettsia honei Bacteria; 
e; Rickettsieae; Rickettsia; 


’ 


spotted 


ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 

ref|NR_025945.1] Aeromonas 

uence 3812327 3813828 Aeromonas 
Aeromonadales; Aeromonadaceae; 


ref|NR_025938.1 
3823071 382454 
asteurellales; P 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


ref|NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 
steurellaceae; Avibacterium. 

ref |NR_025934.1| Cardiobacterium 

53 3829122 Cardiobacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref |NR_025930.1| Ruminococcus bromii 

73 3833552 Ruminococcus bromii Bacteria; 
cus. 
ref|NR_025928.1| Halomonas halodurans 
33 Halomonas halodurans Bacteria; 
aceae; Halomonas 


ref|NR_025927.1| Halomonas pacifica 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


574900 Bacteria_16S 3844706 3844732 92 118 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 3845697 Staphylococcus warneri Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

574900 Bacteria_16S 3846186 3846212 92 118 gi|219846331|ref|NR_025921.1| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

574900 Bacteria_16S 3847676 3847702 92 118 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 

574900 Bacteria_16S 3849166 3849192 92 118 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

574900 Bacteria_16S 3850663 3850689 92 118 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

574900 Bacteria_16S 3855241 3855271 88 118 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

574900 Bacteria_16S 3871934 3871960 92 118 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

574900 Bacteria_16S 3873521 3873547 92 118 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

574900 Bacteria_16S 3896816 3896842 92 118 gi| 219846297 |ref|NR_025887.1] Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

574900 Bacteria_16S 3914893 3914919 92 118 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
strain Hk501 16S ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

574900 Bacteria_16S 3916309 3916335 92 118 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

574900 Bacteria_16S 3927067 3927117 4 54 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

574900 Bacteria_16S 3930327 3930353 92 118 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

574900 Bacteria_16S 3931871 3931897 92 118 gi|219846272|ref|NR_025862.1] Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

574900 Bacteria_16S 3933288 3933314 92 118 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 
strain HT31 16S ribosomal RNA, partial sequence 3932829 3934196 Borrelia miyamotoi Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

574900 Bacteria_16S 3934679 3934705 92 118 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

574900 Bacteria_16S 3950774 3950804 88 118 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

574900 Bacteria_16S 3958238 3958264 92 118 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

574900 Bacteria_16S 3959771 3959797 92 118 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 


IAM 12464 16S rib 


osomal RNA, partial sequence 


3959295 39607 


Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 3970221 3970251 88 118 gi| 219846245 |ref|NR_025835.1 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodot 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
574900 Bacteria_16S 3971649 3971675 92 118 gi|219846244|ref|NR_025834.1 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 397263 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
574900 Bacteria_16S 3983200 3983230 88 118 gi|219846236|ref|NR_025826.1 


strain CL-SP19 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Idiomarinac 


eae; Idiomarina. 


77 Bacillus firmus Bacteria; 


Firmicutes; 


Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Brachymonas 

6 Brachymonas 
monadaceae; Brachymonas. 
Idiomarina seosinensis 


3982735 3984197 Idiomarina seosinensis Bacteria; 


574900 Bacteria_16S 
strain GS5-97 16S 
Firmicutes; Bacillales; Bacillaceae; 
574900 Bacteria_16S 4002513 4002543 88 


3993589 3993615 92 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 


574900 Bacteria_16S 4004069 4004095 92 


chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 
Bacillaceae; 


chungwhensis Bacteria; 
574900 Bacteria_16S 


Firmicutes; 
4008543 4008573 88 


strain 848 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


574900 Bacteria_16S 4010077 4010107 88 


strain R22 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


574900 Bacteria_16S 4017555 4017585 88 


strain SW-154 16S 


574900 Bacteria_16S 
daepoensis strain 


4019097 4019127 88 


Marinobacter. 
574900 Bacteria_16S 
flavimaris strain 


4020643 4020673 88 


Marinobacter. 
574900 Bacteria_16S 
strain SW-120 16S 


4028226 4028256 88 


574900 Bacteria_16S 
strain SW-117 16S 


4029775 4029805 88 


574900 Bacteria_16S 4031320 4031346 92 


strain NRRL B-16327 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


574900 Bacteria_16S 4032870 4032896 92 


strain NRRL B-16153 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


574900 Bacteria_16S 4034424 4034450 92 


lechevalierae strain NRRL B-16149 16S ribosomal 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; 


Glycomycetaceae; Glycomyces. 
574900 Bacteria_16S 4038803 4038853 4 
cosmeticum strain 


Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 4040458 4040484 92 


R-7190 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Bacillus. 

574900 Bacteria_16S 4041917 4041943 92 
strain R-6540 16S 
Firmicutes; Bacillales; Bacillaceae; 
574900 Bacteria_16S 4043453 4043475 96 


stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 
Bacillales; 


stackebrandtii Bacteria; 
574900 Bacteria_16S 
strain TF-22T 16S 


Firmicutes; 
4044949 4044979 88 


574900 Bacteria_16S 4046480 4046510 88 


HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


574900 Bacteria_16S 4052412 4052442 88 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
574900 Bacteria_16S 


strain JC1078 16S 


4053802 4053852 4 


574900 Bacteria_16S 4056889 4056919 88 
maritimus strain 
Bacteria; 


574900 Bacteria_16S 


4058339 4058389 4 


Bacillales; 


118 


ribosomal RNA, partial sequence 
Geobacillus. 


118 


118 


118 


118 


118 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Kangiella. 


118 


SW-156 16S ribosomal RNA, partial sequence 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; 


118 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; 


118 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


118 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


LTA-388 16S ribosomal RNA, partial sequence 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 


eae; Shewanella. 

ome; gi| 219846202 |ref|NR_025792.1 

sequence 4030856 4032350 Glyco 

Glycomycineae; Glyco 

118 gi|219846201|ref|NR_025791.1 

sequence 4032401 4033899 Glyco 

Glycomycineae; Glyco 

118 gi|219846200|ref|NR_025790.1 

RNA, partial sequence 403395 
Actinomycetales; 

54 gi| 219846197 |ref|NR_025787.1 

4038441 403994 

Actinomycetales; Corynebac 

118 gi|219846196|ref|NR_025786.1 

4039998 4041459 Bacillus fordii Bacte 

118 gi|219846195|ref|NR_025785.1 


ribosomal RNA, partial sequence 
Bacillus. 


118 


118 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


118 
4045 


118 


3562 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


54 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


118 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; A 


54 


Vibrionales; 


gi|219846229 
3993148 39945 


219846223 

40020 
Vibri 
219846222 


gi 


gi 


Ponti 
gi|219846217 
4008054 40095 


gi|219846216 
4009610 40110 


gi| 219846211 
4017086 40185 


gi|219846210 


gi| 219846209 


gi|219846204 
4027757 40292 


gi| 219846203 
4029306 40308 


4041510 40429 

gi|219846191 

Planococcaceae; 
gi| 219846190 
4044490 40459 


gi|219846189 
996 4047515 Vibri 


gi 


gi|219846184 
4053509 40549 


gi|219846182 
40564 


ref 
eae; 


ref 


ref 


ref 


ref 


eae; 
ref 


ref 


Plan 
ref 


acea 
ref 
oO ez 
ref 
seud 


ref 


, In 
ref 


lter 


gi|219846181 


4018632 402012 
Alteromonadales; 


4020178 402167 
Alteromonadales; 


4042976 404443 


45 Alteromonas 


28 4053458 Pseudo 


29 Serinicoccus 


29 4057918 Microb 


NR_025806.1 

Idiomarina. 
NR_025801.1 
NR_025800.1 
Altero: 
NR_025799.1 


Altero: 


NR_025794.1 


Shewanella. 
NR_025793.1 


NR_025781.1 


ococcus. 
NR_025780.1 


e; Alteromon 
NR_025779.1 
urae Bacteri 
NR_025775.1 
oalteromonad 


NR_025774.1 


trasporangia 
NR_025772.1 


omonadaceae; 


ref 


ref|NR_025819.1| Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 
ref|NR_025813.1| Photobacterium 
46 4003543 Photobacterium lipolyticum 
onaceae; Photobacterium. 
ref|NR_025812.1| Pontibacillus 

4003594 4005020 Pontibacillus 
bacillus. 
ref|NR_025807.1| Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 
Aeromonas. 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 


monadaceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Glycomyces algeriensis 


myces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


myces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Glycomycineae; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Alteromonas litorea 


litorea Bacteria; 


as. 
Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 


aceae; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Microbulbifer 
ulbifer maritimus 
Microbulbifer. 


NR_025771.1 


Citricoccus 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; 


Citricoccus. 
574900 Bacteria_16S 


4062940 4062970 88 


118 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


574900 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


574900 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


574900 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


574900 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


574900 Bacteria_16S 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
574900 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


strain W4937 16S 


Mycobacterium. 


4070561 4070587 92 118 gi|219846172|ref|NR_025762.1 
bosomal RNA, partial sequence 4070099 40715 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

4084314 4084340 89 115 gi| 219846163 |ref|NR_025753.1 
F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methyl 
acteria; Betaproteobacteria; Methylophilales; Methylophilaceae; 

4085717 4085743 2 28 gi|219846162|ref|NR_025752.1 
ribosomal RNA, partial sequence 4085324 40868 


ridia; Clostridiales; 


4102266 4102292 92 


lales; Bacillaceae; 
4103705 4103735 88 


4115681 4115731 4 
ribosomal RNA, 


Syntrophomonadaceae; 


118 


ribosomal RNA, partial sequence 
Bacillus. 


118 


54 


partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


574900 Bacteria_16S 


strain W4937 16S 


4115773 4115803 88 
ribosomal RNA, 


118 


partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


574900 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


574900 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


halophilus strain 
halophilus Bacter 
Aestuariibacter. 


574900 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


574900 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


574900 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


strain 1843-02 16 
Firmicutes; Lacto 


574900 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


574900 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


574900 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


574900 Bacteria_16S 
lipolyticus strain SM-19 


lipolyticus Bacte 
Marinobacter. 


574900 Bacteria_16S 


4123541 4123571 88 
in Gerl. 
eria; Proteobacteria; 


4124945 4124995 4 


4128067 4128097 88 
JC2043 
ia; 


4129556 4129586 88 
JC2042 
ia; 


4131065 4131091 92 
SF-57 
tes; Bacillales; Planococ 
4169617 4169647 88 


4171202 4171228 92 


bacillales; 
4178849 4178879 88 


4186468 4186498 88 
ribosomal RNA, 
ammapro 
4187993 4188019 92 


rochaetales; Brachyspirac 
4191077 4191107 88 


ria; Proteobacteria; 


4195599 4195629 88 


118 


54 


somal RNA, partial sequence 4124587 4126026 Ko 
Actinomycetales; Micrococcineae; Micrococcaceae; 
574900 Bacteria_16S 


118 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


118 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


118 


16S ribosomal RNA, partial sequence 41 


caceae; 
118 


118 


S ribosomal RNA, partial sequence 
Enterococcaceae; 


118 


118 


partial sequence 
teobacteria; Vibrionales; Vibrionaceae; 


118 


eae; 
118 


118 


4103238 4104753 Vi 


gi|219846177 


complete sequence 4062487 40639 
Actinomycetales; 


gi|219846151 


4101786 41 


gi|219846150 


gi|219846140 


4115405 41 


gi|219846140 


4115405 41 


gi|219846134 


236/81 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846133 


gi|219846131 


gi| 219846130 


gi|219846126 


gi|219846100 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; 
574900 Bacteria_16S 


gi|219846099 


4170715 41722 
Vagococcus. 


gi|219846094 


6S ribosomal RNA, partial sequence 4178357 41798 
ammaproteobacteria; Alteromonadales; 


gi|219846085 


4186000 41874 


gi|219846084 


6S ribosomal RNA, partial sequence 4187537 41889 
Brachyspira. 


gi| 219846081 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846078 


ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 


ganghwensis Bacte 


574900 Bacteria_16S 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial 


nitratireducens B 
Thioalkalivibrio. 


Proteobacteria; 
4206060 4206090 88 


ria; 


acteria; Proteobacteria; 


574900 Bacteria_16S 


4213679 4213709 88 


Gammaproteobacteria; 


118 


118 


gi|219846071 


gi| 219846065 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 


031 


168 


168 


Pasteurel 


curia marina Bacter 


Alteromonadales; 


Alteromonadales; 


305 
Marinibacillus. 


Alteromonadaceae; 


Alteromonadales; 


Oceanospirillales; 


sequence 


Gammaproteobacteria; Chromatiales; 


ref|NR_025767.1 


9 


ref|NR_025741.1 


ref|NR_025740.1 


brio gallicus Bacteria; 


ref|NR_025730.1 
Nocardiacea 
ref|NR_025730.1 
Nocardiacea 
NR_025724.1 
412310 
Paste 


ref 
lales; 


ref|NR_025723.1 
Kocuria. 
ref|NR_025721.1 

4127615 412904 
Altero: 
ref|NR_025720.1 
129099 413053 
Altero 


rs 


ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025690.1 
64 Marinobacter 
Marinobac 


ref|NR_025689.1 


ref|NR_025684.1 
Shewanella. 


ref|NR_025675.1 


ref|NR_025674.1 


NR_025671.1 
190616 419208 
Alter 


ref 


rs 


ref|NR_025668.1 
195136 419657 
Hah 
ref|NR_025661.1 

4205616 420703 


Ecto 


rs 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 
Syntrophomonas. 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Vibrio gallicus strain 
Proteobacteria; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
Corynebacterineae; 


e; Rhodococcus. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
Corynebacterineae; 


e; Rhodococcus. 
Volucribacter 

3 4124536 Volucribacter 

urellaceae; 


Kocuria marina strain 
ia; Actinobacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 


monadaceae; 


Marinibacillus 
bacillus campisalis 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 
Shewanellaceae; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 
Vibrio 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Zooshikella 

6 Zooshikella 
ellaceae; Zooshikella. 
Thioalkalivibrio 

5 Thioalkalivibrio 
thiorhodospiraceae; 


ref|NR_025655.1 
4213214 421471 


Pseudoalteromonas 
3 Pseudoalteromonas 


translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


574900 Bacteria_16S 4215233 4215263 88 118 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

574900 Bacteria_16S 4221374 4221400 92 118 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

574900 Bacteria_16S 4224357 4224383 92 118 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

574900 Bacteria_16S 4233402 4233432 88 118 gi| 219846046 |ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 35163 35200 1 38 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

574900 Bacteria_16S 36785 36814 89 118 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

574900 Bacteria_16S 38188 38217 89 118 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

574900 Bacteria_16S 39558 39595 1 38 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

574900 Bacteria_16S 42749 42770 97 118 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

574900 Bacteria_16S 56532 56561 89 118 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

574900 Bacteria_16S 70002 70039 1 38 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

574900 Bacteria_16S 77462 77511 7 56 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

574900 Bacteria_16S 85035 85056 97 118 gi| 265679006 |ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
574900 Bacteria_16S 132335 132388 1 54 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 


strain R-10 16S r 
Bacteroidetes; Sp 


574900 Bacteria_16S 


strain 55134 16S 
Actinobacteria; A 


574900 Bacteria_16S 


strain FF3 16S ri 
Proteobacteria; A 


574900 Bacteria_16S 


helvolus strain D 
helvolus Bacteria 


Pseudoclavibacter. 
574900 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


574900 Bacteria_16S 


argentinense stra 
argentinense Bact 


574900 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


574900 Bacteria_16S 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 


ibosomal RNA, 
hingobacteria; 


complete sequence 

Sphingobacteriales; Rho 
144572 144593 97 118 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
146055 146084 89 118 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
159736 159789 1 54 gi 
SM 20419 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
191842 191871 89 118 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
207173 207226 2 55 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
217967 218020 1 54 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


131953 13349 


259185 259214 89 118 gi 


5 Rhodothermus marinus Bacteria; 


dothermaceae; Rhodothermus. 

265678966|ref|NR_029274.1| Jonesia denitrificans 
144082 145595 Jonesia denitrificans Bacteria; 

ococcineae; Jonesiaceae; Jonesia. 

265678965 |ref|NR_029273.1| Marinovum algicola 
145646 146993 Marinovum algicola Bacteria; 

hodobacteraceae; Marinovum. 

265678956 |ref|NR_029264.1| Pseudoclavibacter 

quence 159387 160848 Pseudoclavibacter 

tinomycetales; Micrococcineae; Microbacteriaceae; 

265678935|ref|NR_029243.1| Methylomonas 

ence 191357 192822 Methylomonas aurantiaca 

occales; Methylococcaceae; Methylomonas. 

265678924 |ref|NR_029232.1| Clostridium 

al sequence 206801 208304 Clostridium 

iales; Clostridiaceae; Clostridium. 

265678917 |ref|NR_029225.1| Planctomyces 

equence 217606 219133 Planctomyces 

Planctomycetales; Planctomycetaceae; 

265678889 |ref|NR_029197.1| Ruegeria 


258782 260120 Ruegeria 


lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Ruegeria. 


574900 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


574900 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


574900 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


574900 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; 
574900 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


574900 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


574900 Bacteria_16S 


strain HTCC2597 1 


massiliensis stra 
massiliensis Bact 


574900 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


574900 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


574900 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


574900 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


574900 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


574900 Bacteria_16S 


strain M343/98/2 
Actinobacteria; A 


574900 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


574900 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


574900 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


574900 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


574900 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


574900 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


574900 Bacteria_16S 


strain VKM Ac-180 
Actinobacteria; A 


283198 283247 7 
in B54 16S ribosomal RNA, 
eria; Proteobacteria; 


56 gi 


312106 312143 1 38 gi 
acteria; Firmicutes; Bacillales; 
357600 357629 89 118 gi 


ain UST950701-009P 16S ribosomal RNA, 


365133 365162 
osomal RNA, partial 


89 
sequence 


118 gi 


377067 377120 1 
complete sequence 


54 gi 


377173 377194 97 
complete sequence 


118 gi 


378694 378723 89 118 gi 


392436 392473 1 38 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; 

401606 401659 1 54 
train IMET 11532, 


gi 


; Agromyces. 


432579 432616 1 38 gi 


tes; Bacillales; Paenibacillaceae; 
503295 503324 89 118 gi 
ain R-9477 16S ribosomal RNA, partial 


541218 541255 1 38 gi 
CW1 16S ribosomal RNA, partial sequence 


673313 673334 97 118 gi 
ctinobacteridae; Actinomycetales; Acti 
694413 694466 1 54 gi 
in DSM 5305 16S ribosomal RNA, partial 


5305 Bacteria; Planctomycetes; 


699049 699078 89 118 
ibosomal RNA, partial sequence 


gi 


700370 700407 1 38 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
703440 703469 89 


gi 


Paenibacillus. 
118 gi 


778664 778713 7 56 gi 
2ac9 16S ribosomal RNA, partial sequence 


798555 798608 1 54 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
886613 886666 1 54 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


574900 Bacteria_16S 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 


928321 928350 89 118 gi 


265678871 
complete sequence 
Deltaproteobacteria; 


265678852 
train S 1 16S ribosomal RNA, partial sequence 

Staphylococcus. 
265678816 = 
partial sequence 357208 
teria; Proteobacteria; Alphaproteobacteria; 


265678811 
364736 36609 
Rhodobacterales; Rhodobacteraceae; 
265678803 
376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
265678803 
376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
265678802 
6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
574900 Bacteria_16S 265678793 
sequence 

Paenibacillaceae; 
265678787 
16S ribosomal RNA, partial sequence 
tratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


265678766 
GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenib 
Paenibacillus. 
265678716 
sequence 

teria; Proteobacteria; Alphaproteobacteria; 


265678691 


tes; Bacillales; Staphylococcus. 
571885 571914 89 118 gi|265678671|ref|NR_028976.1 
rain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 


cteria; Proteobacteria; Alphaproteobacteria; 


265678600 
16S ribosomal RNA, partial sequence 672829 67426 


265678583 
698584 69993 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
265678582 
699985 701422 Paenibacillus 


265678580 
6S ribosomal RNA, partial sequence 702960 704365 Lamprocystis 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
265678526 


acteria; Deltaproteobacteria; Desulfobacterales; 
265678513 
798207 799714 Turicibacter 
elotrichaceae; 
265678453 


ococcineae; Microbacteriac 
265678426 


Desulfobacterales; De 


ref 
Rhodobacterales; 


ref|NR_029116.1 
Salipiger 
NR_029108.1 
ulmi Bacter 
Agromyces. 
NR_029108.1 
ulmi Bacter 
Agromyces. 
NR_029107.1 


ref 


ref 


ref 


Oceanicol 
ref |NR_029098.1 

392074 393575 
Paenibacillus. 
ref |NR_029092.1 
401266 


ref|NR_029071.1 


ref|NR_029021.1 

502862 504310 
Rhodobacterales; Rho 
ref |NR_028996.1 
540862 542331 Staphy 


Rhodobacterales; Rh 


ref|NR_028905.1 
Actinomycetace 
ref |NR_028891.1 

694091 695537 
Planctomycetale 
ref|NR_028888.1 
Thiocystis. 
ref |NR_028887.1 


ref|NR_028885.1 
Lamprocystis. 
ref |NR_028830.1 
778272 779794 Desulf 
Desulfobacterac 
ref|NR_028816.1 


Turicibacte 
ref|NR_028755.1 
886247 887732 Agreia 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Staphylococcus 
Staphylococcus 


Loktanella 
358614 Loktanella 


dobacteraceae; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Paenibacillus 
Paenibacillus 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Paenibacillus 
acillus favisporus 


Loktanella 
Loktanella 
dobacteraceae; 


Staphylococcus 
lococcus nepalensis 


Jannaschia 
Jannaschia 


odobacteraceae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
nomycineae; 
265678586 
sequence 
Planctomycetacia; 


ae; Actinomyces. 
Planctomyces 
Planctomyces 

s; Planctomycetaceae; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Paenibacillus odorifer 
odorifer Bacteria; 


Lamprocystis purpurea 


purpurea Bacteria; 


Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Turicibacter sanguinis 


sanguinis Bacteria; 


am 

Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 


ref |NR_028728.1 
927903 929320 Roseov 


Roseovarius 
arius nubinhibens 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 


574900 Bacteria_16S 


strain DSS-3 16S 


574900 Bacteria_16S 


strain WSU 86/104 


574900 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


574900 Bacteria_16S 


succinus subsp. s 


574900 Bacteria_16S 
aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 
574900 Bacteria_16S 
halophilum strain 76 16S 
Bacteria; Actinobacteria 


Microbacterium. 


574900 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
574900 Bacteria_16S 


strain ES10.1 16S 


Actinobacteria; Actinoba 
574900 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 
973123 973152 89 118 gi| 265678395 |ref|NR_028697.1 
4 16S ribosomal RNA, complete sequence 972617 974173 Waddli 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
1006725 1006762 1 38 gi| 265678373 |ref|NR_028675.1 
ribosomal RNA, partial sequence 1006359 10077 
lales; Bacillaceae; Bacillus. 
1018768 1018805 1 38 gi|265678365|ref|NR_028667.1 
uccinus strain AMG-D1 16S ribosomal RNA, complete sequence 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; 
1109629 1109650 7 28 gi|265678302|ref|NR_028604.1 
n JCM 10188 16S ribosomal RNA, partial sequence 1109258 111072 
ria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobac 
; Collinsella. 
1112657 11127101 54 gi|265678300|ref|NR_028601.1 
ribosomal RNA, partial sequence 1112307 1113789 Microb 
; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
1115728 1115749 1 22 gi| 265678298 |ref|NR_028599.1 
ribosomal RNA, partial sequence 1115364 11168 
cteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
1130900 1130921 97 118 gi|253680769|ref|NR_028017.1 
ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis 
cteridae; Actinomycetales; Streptosporangineae; Nocardiop 
1136827 1136880 1 54 gi| 253680765 |ref|NR_028013.1 
mal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacte 


574900 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


574900 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


574900 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


574900 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


574900 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


574900 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


574900 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


574900 Bacteria_16S 


schleiferi subsp. 


574900 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


574900 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


574900 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


574900 Bacteria_16S 


Och 149 16S ribos 


929809 929838 89 118 
ribosomal RNA, partial sequence 


gi 


Actinomycetales; Micrococcineae; Micr 


1138378 1138431 1 54 gi 


265678425 


929371 93083 


obacteriac 
253680764 


ref|NR_028727.1 


Leifsonia. 
NR_028012.1 


eae; 
ref 


Ruegeria pomeroyi 


3  Ruegeria pomeroyi Bacteria; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Collinsella 
0 Collinsella 
terineae; 


Microbacterium 
acterium halophilum 


obacteriaceae; 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 


omal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

1203531 1203552 7 28 gi|228715356|ref|NR_027528.1]| Collinsella 

13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
1218473 1218526 1 54 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 

16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 

1241312 1241365 1 54 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
train Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
acteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

1247414 1247443 89 118 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
ain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

1262192 12622211 30 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 

16S ribosomal RNA, partial sequence 1261851 1263306 Dietzia natronolimnaea 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 

1280251 1280294 75 118 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
osomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

1318137 1318174 1 38 gi| 228715349 |ref|NR_027521.1| Staphylococcus 

coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1319679 1319716 1 38 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
s strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
ealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1321221 1321258 1 38 gi|228715346|ref|NR_027518.1| Staphylococcus 
arnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
arnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1336615 1336644 89 118 gi| 228721486 |ref|NR_027609.1| Phaeobacter 
ain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
07 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

1351924 1351953 89 118 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 
omal RNA, partial sequence 1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 
1362389 1362418 89 118 gi|228719132|ref|NR_027580.1| Octadecabacter 


574900 Bacteria_16S 
antarcticus strain 307 16S ribosomal RNA, partial sequence 


1361976 1363364 Octadecabacter antarcticus 307 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 


574900 Bacteria_16S 
strain ATCC 29176 
29176 Bacteria; Firmicutes; 
574900 Bacteria_16S 
strain E58 16S ri 


1363775 1363824 7 56 


Clostridia; 
1366761 1366798 1 38 
bosomal RNA, complete sequence 


574900 Bacteria_16S 
strain E58 16S ri 


1366877 1366906 89 118 
bosomal RNA, complete sequence 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


574900 Bacteria_16S 
strain HTCC2516 1 
Bacteria; Proteob 
574900 Bacteria_16S 
bermudensis HTCC2 
HTCC2503 Bacteria; 
574900 Bacteria_16S 
strain TMO 16S ri 


1369995 1370024 89 118 


1390969 1390998 89 118 


1393910 1393962 1 54 
bosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


gi 
13 


gi 


6S ribosomal RNA, partial sequence 1369567 
acteria; Alphaproteobacteria; Rhodobac 


gi 


503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 


gi 


1393543 13950 


228719063 


228718799 


228718799 
66379 


228718299 


terales; 
228716336 
e 
Parv 
228715897 


13634 


Ruminococc 


13679 


13709 


13905 
ularc 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027576.1 
26 Chlamydophila 
ref |NR_027572.1 
bacteraceae; 
ref|NR_027550.1 
41 1391995 Parvul 


ulales; Parvular 
ref|NR_027542.1 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Chlamydophila pecorum 
pecorum E58 Bacteria; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 
Rhodo. 


Oceanicola. 
Parvularcula 

arcula bermudensis 
culaceae; Parvularcula. 
Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

574900 Bacteria_16S 1431881 1431926 2 47 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

574900 Bacteria_16S 1444309 1444338 89 118 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 

574900 Bacteria_16S 1447315 1447368 1 54 gi| 224581422 |ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

574900 Bacteria_16S 1448806 1448859 1 54 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

574900 Bacteria_16S 1463781 1463834 1 54 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

574900 Bacteria_16S 1478933 1478970 1 38 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

574900 Bacteria_16S 1610725 1610754 89 118 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

574900 Bacteria_16S 1612205 1612234 89 118 gi|219878468|ref|NR_025607.1| Loktanella 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

574900 Bacteria_16S 1616737 1616778 77 118 gi| 219878465 |ref|NR_025604.1| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

574900 Bacteria_16S 1618260 1618301 77 118 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

574900 Bacteria_16S 1619783 1619824 77 118 gi|219878463|ref|NR_025602.1| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

574900 Bacteria_16S 1621306 1621347 77 Ag gi| 219878462 |ref|NR_025601.1| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

574900 Bacteria_16S 1639438 1639459 97 118 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
574900 Bacteria_16S 1697428 1697481 1 54 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

574900 Bacteria_16S 1711255 1711284 89 118 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 


strain R-8904 16S ribosomal RNA, partial sequence 


1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 


574900 Bacteria_ 


strain DSM 44494 


Nocardiopsis. 


574900 Bacteria_ 
agaridevorans str 
agaridevorans Bac 
574900 Bacteria_ 


stellifer strain 
Bacteria; 


574900 Bacteria_ 
flaccumfaciens pv 
Curtobacterium flaccumfaciens pv. 


Actinomycetales; 


574900 Bacteria_ 
strain P 297/02 1 


Curtobacterium. 


574900 Bacteria_ 
strain P 229/10 1 


Nocardiopsaceae; 


574900 Bacteria_ 
halotolerans stra 
halotolerans Bact 


Nocardiopsaceae; 


574900 Bacteria_ 
azoreducens strai 
Firmicu 


Bacteria; 


574900 Bacteria_ 


strain LMG 18419 
Firmicutes; 


574900 Bacteria_ 
strain DSM 169 16 
G 
574900 Bacteria_ 
strain KK19 16S r 
Bacil 


Proteobacteria; 


Firmicutes; 


574900 Bacteria_ 
roseopersicina st 
roseopersicina Ba 
574900 Bacteria_16S 
daejeonensis stra 
daejeonensis Bact 
574900 Bacteria_16S 
kribbensis strain 
Firmicu 
574900 Bacteria_16S 


Bacteria; 


strain YIM 21741 


574900 Bacteria_16S 


Firmicu 


Bacil 


16S 1740207 1740228 97 118 


gi 
Stre 
1743296 1743317 97 118 gi 
R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


16S 


16S 1777917 1777954 1 38 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
16S 1800582 1800619 1 38 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
16S 1811389 1811442 1 54 gi 
- flaccumfaciens strain LMG 3645 16S r 


Cur 
gi 


Micrococcineae; Microbacteriaceae; 
16S 1819066 1819119 1 54 


16S 1820591 1820644 1 54 gi 
420/07 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


, 


16S 1822123 18221761 54 gi 


16S 1852640 1852661 97 118 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

16S 1876976 1876997 97 118 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

16S 1914730 1914767 1 38 gi 
n CM1l 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
16S 1942204 1942241 1 38 gi 


lales; Paenibacillaceae; 
16S 2029227 2029256 89 118 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
16S 2047552 2047589 1 38 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
16S 2061498 2061527 89 118 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2225130 2225167 1 38 gi 
in AM141 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
2226691 2226728 1 38 gi 
AM49 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2228344 2228365 97 118 gi 


gi 


2252692 2252713 97 118 
bosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_ 
metallicus strain 
Bacteria; Actinob 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_ 
herbarum strain P 
herbarum Bacteria 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_ 
cellulosilytica s 
cellulosilytica B 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillus. 


2028754 20301 
ma 


2047168 20487 


te 


qu 


nc 
ni 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 
strain KS9 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 
azotonutricium st 
azotonutricium Ba 
574900 Bacteria_16S 
brasilensis strai 
brasilensis Bacte 


oc 


2252243 22536 


219878380|ref 


tobacteriu 
219878323 


m. 
ref 


¥ 
ref 


ococcineae 
219878322 
uence 


tinomycetales; 


219878321|ref 


, 
ref 


ococcineae 
219878299 
sequence 
dae; Actin 


19878283 
sequence 
Actinomy 


2 ref 
AB 
, 


219878252 
nce 19143 
nibacillus 
219878233 


ref 


ref 


219878176|ref 
tiaceae; 


219878160|ref 


219878149 
1 sequence 
ria; Chr 
219857582 
ence 
illaceae; 
219857581 
e 22263 
bacillus. 
219857580|ref 


ref 


Paen 
ref 


7 Mi 
ref 


occineae 
219857564 


Streptosporangineae; Nocardiop 

2269628 2269665 1 38 gi| 219857553 |ref|NR_025141.1 

rain ZAS-9 16S ribosomal RNA, partial sequence 2269277 227073 

cteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema 

2316510 2316547 1 38 gi|219857518|ref|NR_025106.1 

n PBl 72 16S ribosomal RNA, partial sequence 2316148 231753 
ria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

2333256 2333277 97 118 gi|219857507|ref|NR_025095.1 


91 Plantibacter 
Mi 


1820242 182172 


1852181 18536 
omyc 


1876505 18780 
ceta 


61 1915860 Paeni 


47 Paenibacillus 


07 Paenibacillus 


2061023 20624 
Chromatiaceae; Lamprocystis. 


29 2227839 P 


96 Nocardiopsis 


NR_025519.1 


NR_025462.1 


crobacteriac 
NR_025461.1 


Micrococcin 
NR_025460.1 


crobacteriac 
NR_025438.1 
7 
etales; Stre 
NR_025422.1 
0 
les; Strepto 
NR_025391.1 
b 


NR_025372.1 


NR_025315.1 


omatium. 
NR_025299.1 


NR_025288.1 
1 
iales; 


2262 
ibacillus. 

NR_025169.1 
aenib 


NR_025168.1 


crobacteriac 
NR_025152.1 


Nocardiopsis halophila 


36 Nocardiopsis halophila Bacteria; 


ptosporangineae; Nocardiopsaceae; Nocardiopsis. 
219878378|ref|NR_025517.1| Nocardiopsis 

ce 1742831 1744318 Nocardiopsis metallicus 
ales; Streptosporangineae; Nocardiopsaceae; 
219878351|ref|NR_025490.1| Paenibacillus 

1 sequence 1777548 1779056 Paenibacillus 
cillaceae; Paenibacillus. 
219878335|ref|NR_025474.1| Paenibacillus 

e 1800219 1801737 Paenibacillus stellifer 
nibacillus. 

219878328 |ref|NR_025467.1| Curtobacterium 
ibosomal RNA, partial sequence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 
Mi 


eae; Agreia. 
Thermobifida 

5 Thermobifida 

ptosporangineae; 


Nocardiopsis 
9 Nocardiopsis 


sporangineae; 


Paenibacillus 
acillus azoreducens 


Paenibacillus cookii 
cookii Bacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 
Chr 


Paenibacillus borealis 
borealis Bacteria; 


Lamprocystis 
5 Lamprocystis 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 

Treponema 

9 Treponema 
Paenibacillus 

1 Paenibacillus 


Nocardiopsis 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


Nocardiopsis. 


Strept 


osporangineae; 


GGGCCGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTA 
ACACATGCAAGTCGAGCGGAGGTAGTGGAGCTTGCTCTGCTACCTTAGCGGCGGACGGGTGAGTAACACGTGAGCAACCTGCCTTTAAGACCGGGATAACACCTC 
GAAAGGGGTGCTAATACCGGATAACATTTACCCATCGCATGGTGGGTAAAGAAAGGGGGTAACCCGCTTAAAGAGGGGCTCGCGGCCCATCAGCTAGTTGGTGAG 
GTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TCTTGCGCAATGGGGGGAACCCTGACGCAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTTATGTGGGAAGGACACATGAGGAAGCCCCG 
GCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAGTGACTGGGCGTAAAGGGCGCGTAGGCGGTTATACAAGTCAGGTGTAAAAG 
ATACCGGCTCAACCGGTAGGTAGCATCTGATACTGTATAACATAGAGTACAGGAGAGGGGAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAG 
AACACCGGTGGCGAAGGCGGCTCTCTGGCCTGGGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGA 
TGGATACTAGGTGTGGGTGAGTAAAATCATCCGTGCCGGAGCAAACGCAATAAGTATCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCAGCGGAGCATGTTGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACAGAATCCGGTGGAAACACTGGAGTGCCCC 
TTATGGGGGAGCTGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCAGCTAGTTAGAG 
ATCTAGCTGGACTGCCGTGGATGACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCCCTGGGCTACAAACGTGCTACAATGGCGAGTACAG 
AGGGAAGCGAGGGAGCGATCCTGAGCGAATCCGATAAAGCTCGTCACAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAGTTGCTAGTAATCGCGG 
ATCAGCATGCCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTACAATACCCGAAGACAGGGAAGACCTGTTGAAGGTAGGG 
TAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAG 
GATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGATATAACGCTGCAGAGACTTCGGTCAAAGCTTGTTGTATCTTAGTGGGGGACGGGTGAGTA 
ACGCGTGGGCAACCTGCCTCATACTGGGGGATAACAGTTGGAAACGGCTGTTAATACCGCATAAGCGCACAGAGTCGCATGACTCAGTGTGAAAAACTCCGGTGG 
TATGAGATGGGCCCGCGTCAGATTAGCCAGTTGGCGGGGTAACGGCCCACCAAAGCAACGATCTGTAGCCGGACTGAGAGGTCGGACGGCCACATTGGGACTGAG 
ACGCGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAA 
AGCTCTATCAGCAGGGAAGAAAGGCTCGCAAGAGAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAA 
GCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGTCAAGCAAGTCTGAAGTGAAACCCCACGGCTCAACCGTGGGCTTGCTTTGGAAACTGTTTGACT 
AGAGTACTGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGGGAAGGCGGCTTANTGGACAGCAACTGACGTT 
GAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGAATACTAGGTGTTGGGTGCCATAGGCATTCAGTGCCGTCGC 
TAACGCAGTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGC 
AACGCGAAGAACCTTACCAGATCTTGAGATCCAGATGAATAAGTGGTAATGCATTTAGTCCTTCGGGACATCTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGCTTAAGTCCCCCAACGAGCGCAACCCTTGTCCATAGTAGCCAGCAGTAAGATGGGCACTCTATGGAGACTGCCAGGGATAACCTGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCCACACACGTGCTACAATGTCGTAACAAAGGGGAGCGAAGGAGCGATCCGGAGCAAATCTC 
AAAAATAACGACCCAGTTCGGACTGTAGGCTGCAACTCGCCTGCACGAAGCTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTC 
TTGTACACACCGCCCGTCACACCATGGGAGTCGGAAATGCCCGAAGCCGGTGACTTAACCGTAAGGAGAGAGCCGTCGAAGGCAGGTCGGATAACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTAGGAGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACAACGAACGCTGGCGGCAGGCTT 
AACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCCTTTACTACGGAATAACGCAGGGAAACTTGTGCTAATA 
CCGTATGTGCCCTTTGGGGGAAAGATTTATCGGTAAAGGATCGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGG 
TCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCCCAAGCCTGATCCAGCCAT 
GCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGC 
GGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCGATCAGTCAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTG 
CCTTTGATACTGTCGATCTGGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCA 
CTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCAGTAT 
ACTGTTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGCCCGGCGACCTGCAGAGATGCAGGGTTCCCTTCGGGGACCGGGACACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTGGTTGGGCACTCTAAGGGGACT 
GCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGC 
ACGCGAGTGTGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTAGTGCGC TAACCGCAAGGAGGCAGCTAACCACGGTAG 
GGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNCCGCCCAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGGAGTAGCAATACTCTAGCGGCAAA 
TGGGTGAGTAACACGTGCTTAATCTACCTTTTAGATTGGAATACCCAATGGAAACATTGGTTAATGCCGGATAAGTATGAAATCGCATGATTTCGTTATGAAAGA 
AGCGTTTGCTTCACTAAGAGATGAGGGTGCGGAACATTAGCTAGTTGGTGAGGTAATGGCCCACCAAGGCTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCC 
ACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCACGATGAAGG 
CCCTCGGGTTGTAAAGTGCTGTTGCAAGGGAAGAGAAAGCAGT TGAGGAAATGCAACTGAACTGACGGTACCTTGTTAGAAAGCGATGGCTAACTATGTGCCAGC 
AGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCTGGAGTCAAATCCCAGGGCTCAACCCTG 
GCTCGCTTTGGATACTGGTAAACTAGAGTTGGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCA 
GCTTACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTCGGTGGCC 
AATCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTAAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTTGAGGATACGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAAAGCTATAGAGATATAGTGGAGGTTAACGGAGTGACAGATGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGG 
GTAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACGTGCTACAATGGTCGGTACAAAGAGAAGCAATATGGCGACA 
TGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTTCGCTACGGTGAA 
TACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGGCAACTGCCTAAGGTAGGACTGGTG 
ACTGGGGTGAAGTCGTAACAAGGTATCCCTACCGGGC TAGAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTG 
GCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTCTAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGG 
TTATGTGCCCTTTAGTCTGGGATAGCCACTGGAAACGGTGATTAATACTGGATACTCCCTACGGGGGAAAGCTAAAGGATCAGCCTATGTCCTATCAGCTTGTTG 
GTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGATCGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTA 
GGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTAAGAGAAGATTATGACGGTATC 
TTACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGAGAGT 
AAGTCAGATGTGAAATCCTGTAGCTTAACTACAGAACTGCATTTGAAACTACTTTTCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCC 
GTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATTACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGAATGCTAGTTGTTGCCCTGCTTGTCAGGGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCCGCTAGA 
GATAGTGGAGTGCTGGCTTGCCAGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTCCTTAGTTGCTAGCAGTTCGGCTGAGCACTCTAAGGAGACTGCCTTCGTAAGGAGGAGGAAGGTGAGGAYGACGTCAAGTCATCATGGCCCTTACGCCTAGG 
GCTACACACGTGCTACAATGGGACATACAAAAAGATGCAATACCGCGAGGTGGAGCAAATCTCTAAAATGTCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTA 
CATAAAGCTGGAATCGCTAGTAATCGTGAATCAGCAATGTCACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCT 
TAAGTCGGGATACTAAATTGGTTACCGCCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAACCTGCNNNNNNNNNNNNNNNNNN 


574900 Bacteria_16S 


strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propio 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propioniferax. 

574900 Bacteria_16S 2360341 2360394 1 54 gi| 219857487 |ref|NR_025075.1 
strain K265 16S ribosomal RNA, partial sequence 2360002 23614 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
574900 Bacteria_16S 2361865 2361918 1 54 gi| 219857486 |ref|NR_025074.1 
strain K300 16S ribosomal RNA, partial sequence 2361525 23629 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
574900 Bacteria_16S 2401380 2401401 97 118 gi| 219857459 |ref|NR_025047.1 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 240237 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 

574900 Bacteria_16S 2431754 24317911 38 gi|219857436|ref|NR_025024.1 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

574900 Bacteria_16S 2472788 2472820 7 39 gi|219857401|ref|NR_024989.1 
strain LYP 16S ribosomal RNA, partial sequence 2472404 24737 

Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithell 
574900 Bacteria_16S 2510541 2510562 97 118 gi|219857370|ref|NR_024958.1 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocard 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

574900 Bacteria_16S 2512048 2512069 97 118 gi| 219857369 |ref|NR_024957.1 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
574900 Bacteria_16S 2566244 2566273 89 118 gi|219857290|ref|NR_024921.1 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 256728 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 

574900 Bacteria_16S 2688137 2688166 89 118 gi| 219857197 |ref|NR_024825.1 


strain IFM 10088 


caldilitoris stra 
caldilitoris Bact 


574900 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


574900 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


574900 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


574900 Bacteria_16S 


strain IFO 16238 


strain IFO 16235 


strain ATCC 70069 
Firmicutes; Clost 


574900 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


574900 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 


pasteuri Bacteria 


574900 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


574900 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


574900 Bacteria_16S 


delphini strain A 
delphini Bacteria 


574900 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


2357312 2357365 1 54 gi 


2689535 2689588 1 54 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
2703062 2703115 1 54 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2781149 2781178 89 118 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2784027 2784080 1 54 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
Okibacterium. 
2838434 2838455 97 


ot 


, 


La 
118 gi 
oc 
2839993 2840014 97 118 gi 
oc 
2846050 2846103 1 54 gi 
7 16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiales Fa 
2907574 2907611 1 38 gi 
ATCC 51145 16S ribosomal RNA, partial 

a; Firmicutes; Bacillales; Staphylococ 
2909120 2909157 1 38 gi 


mi 


se 
cu 


qu 
us 


; Firmicutes; Bacillales; 


2910664 2910701 1 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2912206 2912243 1 38 gi 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Staphylococcus. 

2913750 2913787 1 38 gi 
TCC 49171 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 


Staphylococc 

38 gi 
1 
oc 


eq 
us 


’ 


ne 
219857196 
qu 
ce 
219857186 
ue 
Th 
219857129 
2780730 27 


219857489 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
574900 Bacteria_16S 


bacterin 


ence 
ae; Hydr 
nce 

ermales; 
821 


richacea 


219857127 
ia 


1 sequen 
Actinomy 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 


occineae 


219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
574900 Bacteria_16S 


occineae 


219856893 


28456 
ly XIII. 


219856851 


quence 
s. 


219856850 


ence 


219856849 


sequence 
cus. 


219856848 


29118 


219856847 


uence 


2915293 29153301 38 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 


219856846 


ref |NR_025077.1 


eae; Nocardiacea 
ref |NR_024824.1 

2689164 269065 
ogenivirga. 
ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref|NR_024757.1 


e; Thiothrix. 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref|NR_024717.1 


7 Mi 
ref 


crobacteriac 
NR_024716.1 
; Microbacteriac 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref |NR_024670.1 

2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Nocardiopsis 

2 Nocardiopsis 

porangineae; 


Paenibacillus 
acillus chinjuensis 


Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Nocardiopsis trehalosi 

iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Anaeromusa 
8 Anaeromusa 
Anaeromusa. 

Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Hydrogenivirga 
5 Hydrogenivirga 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Okibacterium 
8 Okibacterium 
ccineae; 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 

Mogibacterium vescum 

cterium vescum Bacteria; 
Mogibacterium. 
Staphylococcus 

0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


ref |NR_024665.1 


Staphylococcus caprae 


2914914 2916405 Staphylococcus caprae 


574900 Bacteria_ 
arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
arlettae Bacteria 
574900 Bacteria_ 
ruminantium strai 
ruminantium Bacte 
574900 Bacteria_ 
phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 
574900 Bacteria_ 
pneumoniae strain 
pneumoniae Bacter 
574900 Bacteria_ 
strain 10.268-1 1 


Firmicutes; 


574900 Bacteria_ 
SPS-17 16S riboso 
Deinococ 


Thermus; 


574900 Bacteria_ 
sulfodismutans st 
sulfodismutans Ba 


Desulfovibrio. 


574900 Bacteria_ 
mediterraneus str 
mediterraneus Bac 


Sulfitobacter. 


574900 Bacteria_ 


halotolerans DSM 
Bacteria; 


574900 Bacteria_ 
strain 2045-94 16 
Bacil 


Firmicutes; 


574900 Bacteria_ 
pontiacus ChLG-10 
Proteob 


Bacteria; 


574900 Bacteria_ 
heliothermus stra 
heliothermus Bact 


Antarctobacter. 


574900 Bacteria_ 
strain Ekho Lake- 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
574900 Bacteria_ 
strain CCUG 32789 
Bacteria; Actinob 


Actinomyces. 


574900 Bacteria_ 
acanthamoebae str 
acanthamoebae Bac 
574900 Bacteria_ 
griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 
574900 Bacteria_ 


strain DSM 43764 


Actinomadura. 


574900 Bacteria_ 
lucentensis strai 
lucentensis Bacte 


Nocardiopsaceae; 


574900 Bacteria_16S 


strain DSM 40297 


strain DSM 43377 


Proteob 


16S 2916835 2916872 1 38 gi 


; Firmicutes; 
16S 


Bacillales; 


2921459 2921496 2 39 gi 
ria; 
16S 


Firmicutes; Clostridia; 


2968158 2968211 1 54 gi 


Microlunatus. 
2982013 2982042 89 


eae; 


168 118 gi 


16S 2985074 2985103 89 118 gi 


16S 3017041 3017068 91 118 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
16S 3018307 3018360 1 
mal RNA, partial sequence 
ci; Thermales; Thermaceae; 


16S 3050242 3050287 2 


gi 
30 
54 gi 
Thermus. 

47 gi 


cteria; Proteobacteria; 


16S 3062593 3062622 89 118 gi 


16S 3111872 31119217 
11383 1 
acteria 
16S 


56 gi 


3141971 3142008 1 
S ribos 


38 
omal RNA, partial sequence 
lales; Bacillales Family XI. 
16S 3143574 3143603 89 

16S ri 


gi 


Incertae 
118 gi 
bosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
16S 3161901 3161930 89 118 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; P 


16S 3163362 3163391 89 118 gi 


172 16S ribosomal RNA, partial sequenc 


16S 3224171 3224192 97 118 gi 
A 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


16S 3233196 3233225 89 118 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
16S 3236170 3236223 1 54 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

16S 3252719 3252772 1 


54 gi 


Stre 


16S 3255827 3255848 97 118 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3257340 3257361 97 118 gi 
Stre 


3258852 3258873 97 118 gi 


Stre 
gi 


3260362 3260383 97 118 


Staphylococc 


n GA195 16S ribosomal RNA, partial seq 
Clostridi 


in NM-1 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 


TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
574900 Bacteria_ 
strain SG3902 16S 


Clost Halobacteroida 


rain ThAcOl 16S ribosomal RNA, partial 
Deltaproteobac 


ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


6S ribosomal RNA, partial seque 
Deltaproteobacteria; Desulfob 


3141609 31431 


roteobacteria; Alphaproteobacte 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 
16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 
574900 Bacteria_16S 
dassonvillei subsp. 


219856845 
equence 
us. 
219856842 
uence 
ales; 

219846945 
uence 


’ 


219846935 
uence 

aceae; Chl 
219846933 


ne 
219846912 
16582 30179 
ceae; 
219846911 


3017969 3019430 Thermus o 


219846888 
sequence 
teria; Des 


219846880 
sequence 
eria; 


219846847 
nce 31115 
acterales; 
219846827 


Sedis; 
219846826 
31431 
terales; R 
219846814 
equence 

ria; Rhodo 


219846813 
e 31629 
hodobacter 
219846771 
32236 
ales; Acti 
219846765 
quence 

hlamydiace 
219846763 
ete sequen 
e; Actinom 


219846752 
ptosporang 
219846750 
sequence 
Actinomyc 


219846749 


ptosporang 
219846748 


ptosporang 


Euba 


Actinomy 


bacterin 


Oren 


Rhod 


ref|NR_024664.1 
2916456 291794 


ref|NR_024661.1 
2921059 292256 
cteriaceae; Eub 
ref |NR_026537.1 
2967820 296928 
cetales; Propio 


ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026525.1 


Nocardiace 
NR_026504.1 


eae; 
ref 


ia. 
ref|NR_026503.1 


shimai Bacte 


ref|NR_026480.1 
3049889 305136 


ulfovibrionales; 


NR_026472.1 
3062186 306360 
obacterales; Rho 


ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026419.1 


ref |NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026406.1 
161511 316291 
bacterales; Rho 


Ww 


ref |NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_026355.1 
ce 3235806 323732 
ycetales; Strept 


ref |NR_026344.1 
26 Actinomadura 
ineae; Thermomon 
ref |NR_026342.1 

3255372 325683 
etales; Streptos 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 


219846747 


a 


n 


Staphylococcus 
9 Staphylococcus 


Eubacterium 
6 Eubacterium 
cterium. 

Microlunatus 
7 Microlunatus 
ibacterineae; 


Chlamydophila 
5 Chlamydophila 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
a 


e; Nocardia. 
Orenia salinaria 


18 Orenia salinaria Bacteria; 


Thermus oshimai strain 
ria; Deinococcus- 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 


dobacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Parachlamydia 
7 Parachlamydia 
a. 
Streptomyces 
0 Streptomyces 
omycineae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 


ref |NR_026339.1 


albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 


Nocardiopsis 
3259907 3261367 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


574900 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


574900 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


574900 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


574900 Bacteria_16S 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


3275495 3275516 97 118 gi 
ridia; Clostridiales; Eubacteriaceae; 

3277014 3277035 97 118 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3511586 3511639 1 54 gi 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


, 


3513108 35131611 54 gi 


Ac 


le 


qu 
ti 


eq 


219846737 
6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 
219846736 
uence 

Eubac 
219846568 


Ss; 


ence 
nomyc 


219846567 


eta 


strain DSM 7485 16S ribos 
Actinobacteria; Actinobac 


omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae 


574900 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
574900 Bacteria_16S 


strain DSM 20528 


3516154 3516207 1 54 gi 
16S ribo 
teridae; Actinomycetales; Micr 
3517676 3517729 1 54 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


574900 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


574900 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


574900 Bacteria_16S 


strain E-37 16S r 


3586482 3586511 89 118 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3682277 3682306 89 118 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3716808 3716837 89 118 gi 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


574900 Bacteria_16S 


michiganensis sub 


3768782 3768835 1 54 gi 
species tessellarius strain 78181 16S 


oc 


oc 


et 


te 


ho 


bn 


219846565 
somal RNA, partial sequence 3515805 35172 


occin 


219846564 
16S ribosomal RNA, partial sequence 3517327 35187 


occin 


219846518 
3585997 35874 


hyloc 


219846449 


36 
rales 


219846425 
3716418 37177 


dobac 


219846385 
bosomal 


eae 


occ 


818 
R 


, 


ter 


ref |NR_026329.1 
rium. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref|NR_026160.1 

3511236 351270 
les; Micrococcin 


ref |NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026156.1 


; Microbacteriac 
ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026016.1 
acea 
ref 
RNA, 


e; Sagittula 
NR_025976.1 
partial seq 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 
eae; 


eae; Curtobacterium. 
Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 

574900 Bacteria_16S 3796069 3796098 88 117 gi|219846366|ref|NR_025957.1 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 37970 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
574900 Bacteria_16S 3844587 3844624 1 38 gi| 219846332 |ref|NR_025922.1 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 38456 

Firmicutes; Bacillales; Staphylococcus. 

574900 Bacteria_16S 3871815 3871852 1 38 gi|219846314|ref|NR_025904.1 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 38729 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

574900 Bacteria_16S 3873402 3873439 1 38 gi|219846313|ref|NR_025903.1 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
574900 Bacteria_16S 3895233 3895262 89 118 gi|219846298|ref|NR_025888.1 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 38962 

Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

574900 Bacteria_16S 3978821 3978846 92 117 gi|219846239|ref|NR_025829.1 
strain NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytoph 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 
574900 Bacteria_16S 4023562 4023615 1 54 gi| 219846207 |ref|NR_025797.1 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 40246 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
574900 Bacteria_16S 4023670 4023691 97 118 gi| 219846207 |ref|NR_025797.1 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 40246 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
574900 Bacteria_16S 4050943 4050972 89 118 gi|219846186|ref|NR_025776.1 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 405187 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Nocardioidaceae; Nocardioides. 

574900 Bacteria_16S 4061421 4061442 97 118 gi|219846178|ref|NR_025768.1 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
574900 Bacteria_16S 4096276 4096317 77 118 gi|219846155|ref|NR_025745.1 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 409726 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyc 
Algoriphagus. 
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574900 Bacteria_16S 4099218 4099259 77 118 gi|219846153|ref|NR_025743.1| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

574900 Bacteria_16S 4100707 4100728 97 118 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

574900 Bacteria_16S 4105146 4105183 1 38 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

574900 Bacteria_16S 4166582 4166611 89 118 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

574900 Bacteria_16S 4168064 4168093 89 118 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

574900 Bacteria_16S 4172637 4172686 7 56 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

574900 Bacteria_16S 4216768 4216789 97 118 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

574900 Bacteria_16S 4231884 4231913 89 118 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

574900 Bacteria_16S 13926 13970 74 118 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

574900 Bacteria_16S 16993 17013 98 ils gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

574900 Bacteria_16S 24648 24700 2 54 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 29276 29296 98 118 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

574900 Bacteria_16S 30850 30870 98 118 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

574900 Bacteria_16S 94176 94196 98 118 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

574900 Bacteria_16S 110856 110884 1 29 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

574900 Bacteria_16S 126286 126310 4 28 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
574900 Bacteria_16S 164397 164417 98 118 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

574900 Bacteria_16S 202562 202582 98 118 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

574900 Bacteria_16S 227006 227030 4 28 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

574900 Bacteria_16S 228512 228536 4 28 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
574900 Bacteria_16S 230020 230044 4 28 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
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6S 295419 295447 1 29 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
6S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

6S 295507 295539 86 118 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
6S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

6S 303009 303035 92 118 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
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574900 Bacteria_16S 328858 328894 2 38 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 

hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 

hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 

Sedis; Sedimentibacter. 

574900 Bacteria_16S 380235 380255 98 118 gi|265678801|ref|NR_029106.1| Lactobacillus 

delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 
Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 

Lactobacillus. 

574900 Bacteria_16S 407927 407947 98 118 gi| 265678783 |ref|NR_029088.1| Thermovibrio 

ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 

ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

574900 Bacteria_16S 411034 411054 98 118 gi|265678780|ref|NR_029085.1| Lactobacillus 

saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 

saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

574900 Bacteria_16S 412634 412654 98 118 gi| 265678779 |ref|NR_029084.1| Lactobacillus 

gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 

gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

574900 Bacteria_16S 414238 414258 98 118 gi| 265678778 |ref|NR_029083.1| Lactobacillus 

kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 

kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

574900 Bacteria_16S 455889 455909 98 118 gi| 265678747 |ref|NR_029052.1| Streptococcus 

oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 

oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

574900 Bacteria_16S 483063 483087 4 28 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 

acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 

acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

574900 Bacteria_16S 497096 497116 98 118 gi|265678720|ref|NR_029025.1| Streptococcus 

halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 

halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

574900 Bacteria_16S 512440 512460 98 118 gi|265678710|ref|NR_029015.1| Streptococcus 

devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 

devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

574900 Bacteria_16S 567230 567258 1 29 gi|265678674|ref|NR_028979.1| Conexibacter woesei 

strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 

Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

574900 Bacteria_16S 594408 594428 98 118 gi|265678656|ref|NR_028961.1| Faecalibacterium 

prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 

prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

574900 Bacteria_16S 595785 595809 4 28 gi|265678655|ref|NR_028960.1| Actinomyces funkei 

strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

574900 Bacteria_16S 603429 603449 98 118 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 

strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 

Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

574900 Bacteria_16S 772539 772559 98 118 gi|265678531|ref|NR_028835.1| Atopostipes 

suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 

suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

574900 Bacteria_16S 775694 775714 98 118 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
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Streptococcus 
1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


Streptococcus. 


574900 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


574900 Bacteria_16S 
AMMD 16S ribosoma 
B 


Proteobacteria; 
complex. 


574900 Bacteria_16S 
strain 8025 16S r 
G 
574900 Bacteria_16S 


Proteobacteria; 


phosphitoxidans s 


phosphitoxidans B 


Desulfotignum. 


574900 Bacteria_16S 


strain ATCC 25258 
Bacteria; 


subsp. 
equi subsp. 


strain R2014 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
574900 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


574900 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


574900 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


574900 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


574900 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


574900 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


574900 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


574900 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


574900 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


574900 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


574900 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


574900 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


574900 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


Firmicu 
574900 Bacteria_16S 
ruminatorw 
rumin 
574900 Bacteria_16S 


1410501 1410521 98 118 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1472884 1472904 98 118 gi 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


1512018 1512066 7 55 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1516524 1516560 2 38 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


gi 


s 


1525771 1525791 98 118 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Lactobacillaceae 
1609296 1609316 98 118 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1668469 1668521 2 54 gi 
ribosomal RNA, partial sequence 


, 


A: 


no 
1733986 1734010 4 28 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1744863 1744883 98 118 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
1837449 1837469 98 118 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1839012 1839032 98 118 gi 


ue 


oc 


s 
to. 


Lactobacil 


gi 


bacillales; Lactobacillaceae; 

1875350 1875398 7 55 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1943926 1943946 98 118 gi 
16S ribosomal RNA, complete sequence 

tes; Lactobacillales; Lactobacillaceae 
1975588 1975624 2 38 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
2082973 2082993 98 118 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2087526 2087546 98 118 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2102612 2102652 7 47 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2231365 2231385 98 118 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 

2258849 2258869 98 118 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
2351158 2351182 4 28 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 


st 


v 


ce 
ac 


se 
ac 


1 
su 


e 
ib 


ne 


Pe 


oc 


ne 


574900 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


574900 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


574900 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


2416865 2416885 98 118 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2448660 2448680 98 118 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 


s 
oc 
ia 
Ca 


224581432 
sequence 

Streptoco 
224581402 
1472412 1473865 Burkh 
rkholderia 


219878127 
1511717 15130 
eurellac 
219873435 


st 


ct 


219857499 


219878470 
rtial se 
st 
219878429 
1668114 16695 
mycineae; 
219878385 


pa 


ia 
219878377 


219878310 
219878309 


6S ribosomal RNA, partial sequence 1838512 18400 


219878284 


1874987 18764 


219878232 


219878211 


219878134 


219878131 


219878118 


219857578 


219857560 


219857493 


219857448 


219857420 


equence 
eria; 


15252 
Lactobac 


ales; 


nce 


les; Lac 


17443 
cus. 


equence 
bacillac 


lus. 


eurellac 


19433 
Lactobac 


19752 
terales; 


quence 
illaceae 


sequence 
1lfurobac 


21022 
rionales 


e 22309 
rsephone 


22583 
cus. 


23507 
rgistace 


equence 
occaceae 


1 sequen 
rnobacte 


2465293 2465313 98 118 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae; 


219857406 


De 


ref|NR_027214.1 

1410019 141148 
ccaceae; 
ref|NR_024882.1 
olde 
ceae 


, 


ref |NR_025266.1 
eae; Histophilus 
ref|NR_025194.1 

1516159 151759 
sulfobacterales; 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025609.1 
quence 160886 
reptococcaceae; 
ref|NR_025568.1 


; Actinomycetace 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 
ref |NR_025423.1 
eae; Haemophilus 
ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025166.1 
13 2232371 Persep 
lla. 
ref |NR_025148.1 
45 2259880 Strept 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_024994.1 


Strepto 


ria ambifari 
Burkholder 


Streptococcus 
6 Streptococcus 
coccus. 
Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Histophilus somni 


77 Histophilus somni Bacteria; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Lactobacillus jensenii 
acillus jensenii 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Pseudobutyrivibrio 

9 Pseudobutyrivibrio 

eudobutyrivibrio. 

Streptococcus ratti 

ococcus ratti Bacteria; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Lactobacillus 

3 Lactobacillus 


Desulfurobacterium 

8 Desulfurobacterium 
furobacterium. 
Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Persephonella 
honella guaymasensis 


Streptococcus iniae 
ococcus iniae Bacteria; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 
Streptococcus 

5 Streptococcus 


Alkalibacterium 

1 Alkalibacterium 
acterium. 
Lactobacillus mucosae 


2464763 2466330 Lactobacillus mucosae 


Lactobac 


illus. 


574900 Bacteria_ 


orisratti strain 


orisratti Bacteria; 
574900 Bacteria_ 


Bacteria; 


574900 Bacteria_ 


strain ILE-3 16S 
Synergistetes; 


Firmicutes; 


574900 Bacteria_16S 


succinogenes Bacteria; 


Actinobacillus. 
574900 Bacteria_16S 


parasanguinis ATCC 15912 Bacteria; 


574900 Bacteria_16S 
sanguinis strain 
sanguinis Bacteria; 
574900 Bacteria_16S 


16S 2495400 2495420 98 118 gi|219857386|ref|NR_024974.1| Streptococcus 
ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
16S 2527046 2527082 1 37 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
16S 2560031 2560055 4 28 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistia; Synergistales; Synergistaceae; Aminobacterium. 
2638359 2638407 7 55 gi|219857232|ref|NR_024860.1| Actinobacillus 
succinogenes strain 1302 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
2664025 2664045 98 118 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
2665587 2665607 98 118 gi|219857213|ref|NR_024841.1| Streptococcus 
ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; 


574900 Bacteria_16S 


Firmicutes; 


2680739 2680759 98 


Firmicutes; 
2682172 2682224 2 


Lactobacillales; 


118 


54 


gi 


Lactobacillales; 


gi 


straminisolvens strain CSK1 16S ribosomal RNA, partial 


straminisolvens Bacteria; 


574900 Bacteria_16S 


caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; 


574900 Bacteria_16S 2704621 2704641 98 118 gi| 219857185 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 

kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillace 
574900 Bacteria_16S 2707699 2707731 86 118 gi| 219857183 


thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 


Firmicutes; 
2689661 2689681 98 


Clostridia; 


118 


Clostridiales; 


gi 


Aquificaceae; 


Streptococcaceae; 


219857202 
sequence 


219857201 
sequence 


219857196 


Carnobacteriaceae; 


Hydrogenivirga. 


Streptococcus. 
ref|NR_024830.1 

2680270 268176 
Alkalib 
ref|NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref|NR_024824.1 
2689164 269065 


ref|NR_024813.1 
2704122 270562 
ae; Lactobacillu 
ref|NR_024811.1 
2707242 270866 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Clostridium 
8 Clostridium 
Clostridium. 

Hydrogenivirga 
5 Hydrogenivirga 


Lactobacillus 
7 Lactobacillus 
s. 

Hydrogenimonas 
3 Hydrogenimonas 


thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

574900 Bacteria_16S 2727300 2727320 98 118 gi| 219857169 |ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

574900 Bacteria_16S 2731874 2731894 98 118 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

574900 Bacteria_16S 2793016 2793052 2 38 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

574900 Bacteria_16S 2823316 2823336 98 118 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

574900 Bacteria_16S 2836997 2837017 98 118 gi| 219856899 |ref|NR_024718.1]| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

574900 Bacteria_16S 2924596 2924616 98 118 gi|219856840|ref|NR_024659.1| Streptococcus peroris 


strain GTC848 16S 
Firmicutes; 
574900 Bacteria_16S 


aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 


Lactobacillales; 


2940927 2940951 4 


ribosomal RNA, partial sequence 
Streptococcaceae; 


28 


2924131 29254 
Streptococcus. 


gi 


219856829 


69 Streptococcus peroris Bacteria; 


ref|NR_024648.1| Virgisporangium 
2940579 2942047 Virgisporangium 


aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
574900 Bacteria_16S 2942443 2942467 4 28 gi|219856828|ref|NR_024647.1| Virgisporangium 


ochraceum strain 


Micromonosporaceae; Virgisporangium. 


574900 Bacteria_16S 


2962171 2962191 98 


118 


strain 176 16S ribosomal RNA, partial sequence 


Firmicutes; 
574900 Bacteria_16S 
strain STR Tl 16S 
Firmicutes; 
574900 Bacteria_16S 


Lactobacillales; 


Lactobacillales; 


2963720 2963740 98 


2975851 2975899 8 


Streptococcaceae; 


118 


ribosomal RNA, partial sequence 
Streptococcaceae; 


56 


strain BS 16S ribosomal RNA, partial sequence 


Firmicutes; 
574900 Bacteria_16S 


Clostridia; 


Clostridiales; 
2995710 2995730 98 


118 


YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


2961676 29631 
Streptococcus. 


gi 


2963222 29647 
Streptococcus. 


gi 


2975480 29769 
Clostridiaceae; 


gi 


219856815 


219856814 


219846939 


Clostridium. 


2942098 2943563 Virgisporangium 
ales; Micromonosporineae; 


ref|NR_024634.1 
71 Streptococcus 


Streptococcus porcinus 
porcinus Bacteria; 


ref|NR_024633.1 
20 Streptococcus 


Streptococcus canis 
canis Bacteria; 


ref|NR_026531.1| Clostridium ultunense 
25 Clostridium ultunense Bacteria; 


219846926 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 


ref|NR_026518.1] Hydrogenobacter 
2995219 2996732 Hydrogenobacter 


574900 Bacteria_ 


fornicalis strain 
fornicalis Bacter 


574900 Bacteria_ 


tabacinasalis str 
tabacinasalis Bac 


574900 Bacteria_ 
strain S369-98-1 
Firmicutes; 
574900 Bacteria_ 


multipotens strai 
Proteob 


Bacteria; 
574900 Bacteria_ 


propionica strain 
Proteob 


Bacteria; 
574900 Bacteria_ 


kamchatkensis str 
kamchatkensis Bac 


Desulfurella. 


574900 Bacteria_16S 
thoraltensis stra 


Bacteria; 


platensis strain 
Bacteria; 


strain DSM 6035 1 
Firmicutes; 


strain DSM 4864 1 
Firmicutes; 


strain NCTC 10951 


Lacto 


Firmicu 
574900 Bacteria_16S 


Firmicu 
574900 Bacteria_16S 


Lacto 
574900 Bacteria_16S 


Lacto 
574900 Bacteria_16S 


tes; Clostridia; 


3304549 3304569 98 118 


gi 


bacillales; Lactobacillaceae; 
3306089 3306109 98 118 


gi 


bacillales; Lactobacillaceae; 
3412352 3412376 4 28 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


574900 Bacteria_16S 
denticolens strai 
denticolens Bacte 


Actinomycetaceae; 


574900 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
574900 Bacteria_16S 


acetivorans strai 
Bacteria; 
Bacteria; 


strain R91/1468 1 
Firmicutes; Lacto 


574900 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


574900 Bacteria_16S 


strain 1066 16S r 


Proteob 
574900 Bacteria_16S 
lentocellum strai 
Firmicu 
574900 Bacteria_16S 


3479837 3479861 4 28 gi 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3481318 3481342 4 28 gi 
16S ribosomal RNA, partial sequence 
3587889 3587941 2 


54 gi 


3597136 3597160 4 28 gi 


tes; Clostridia; Clostridiales; 
3600372 3600392 98 118 gi 
bacillales; Carnobacteriaceae; Dolosig 
3613986 3614006 98 118 gi 


bacillales; Carnobacteriaceae; Alloioc 
3615435 3615459 4 28 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


574900 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


574900 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


574900 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


574900 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


574900 Bacteria_16S 


strain ATCC 29543 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


3634955 3634987 86 118 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3694296 36943447 55 gi 


ammaproteobacteria; Pasteurellales; Pa 
3697227 3697255 1 29 gi 


psilonproteobacteria; Campylobacterale 
3697315 3697347 86 118 gi 


psilonproteobacteria; Campylobacterale 
3817318 3817346 1 29 gi 
16S ribosomal RNA, partial sequence 


Thermoanaerobacterale 


n NCTC 11490 16S ribosomal RNA, partia 


n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 


n RHM5 16S ribosomal RNA, partial sequ 
Lachno 


16S ribosomal RNA, partial sequence 3063651 30650 


S; 
219846718 


6S ribosomal RNA, partial sequence 3304055 33055 
Lactobac 


illus. 
219846717 


6S ribosomal RNA, partial sequence 3305595 33071 
Lactobac 


illus. 
219846636 
34120 
no 
219846589 
1 
Actinomyc 


219846588 
34809 
no: 
219846517 
nce 35875 
ellales; 
219846509 
ence 35967 
spiraceae; 
219846506 


6S ribosomal RNA, partial sequence 3599877 36013 


ranulum. 
219846496 


16S ribosomal RNA, partial sequence 3613485 36150 


occus. 
219846495 


3615060 36165 


nebacterin 
219846482 
36345 
obacterale 
219846441 


6S ribosomal RNA, partial sequence 3693916 36953 


steurellac 
219846438 


6S ribosomal RNA, partial sequence 3696887 36983 


s; Helicob 
219846438 


6S ribosomal RNA, partial sequence 3696887 36983 


s; Helicob 
219846351 
38169 


Thermod 


mycineae 


sequence 


mycineae 


D 


16S 3009430 3009450 98 118 gi|219846917|ref|NR_026509.1| Lactobacillus 
TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 

ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 3047387 3047407 98 118 gi|219846890|ref|NR_026482.1| Facklamia 

ain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 

teria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

16S 3064145 3064165 98 118 gi|219846879|ref|NR_026471.1| Streptococcus ovis 


27 Streptococcus ovis Bacteria; 


bacillales; Streptococcaceae; Streptococcus. 
16S 3078816 3078868 2 54 gi|219846869|ref|NR_026461.1| Desulfurella 
n RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
acteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
16S 3080392 3080444 2 54 gi|219846868|ref|NR_026460.1| Desulfurella 
U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
acteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
16S 3081968 3082020 2 54 gi| 219846867 |ref|NR_026459.1| Desulfurella 
ain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
teria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
3216557 3216577 98 118 gi| 219846776 |ref|NR_026368.1| Streptococcus 
in S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
tes; Lactobacillales; Streptococcaceae; Streptococcus. 
3219610 3219630 98 its gi|219846774|ref|NR_026366.1| Coprothermobacter 
3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprothermobacter platensis 


it; 
esulfobiaceae; C 
ref|NR_026310.1 
44 Lactobacillus 


oprothermobacter. 
Lactobacillus panis 
panis Bacteria; 


ref |NR_026309.1 
06 Lactobacillus 


Lactobacillus oris 
oris Bacteria; 


ref |NR_026228.1 
06 3413422 Actino 
Actinomycetace 
NR_026181.1 
3479494 348091 
etales; inomy 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticum. 

ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Desulfurella 

urella acetivorans 
Desulfurella. 
Clostridium 

idium lentocellum 


ref|NR_026088.1 
09 Alloiococcus 


Alloiococcus otitis 
otitis Bacteria; 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026074.1 
29 3635951 Helico 


Mycobacterium gadium 
gadium Bacteria; 

aceae; Mycobacterium. 
Helicobacter rodentium 
bacter rodentium 

s; Helicobacteraceae; Helicobacter. 
ref|NR_026032.1| Pasteurella aerogenes 
20 Pasteurella aerogenes Bacteria; 

eae. 
ref|NR_026029.1| Helicobacter trogontum 
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strain IFM 10035 16S ribosomal RNA, partial sequence 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
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NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAACGCTGGCGGTACGTCTAATACATGCAAGTCGAACGGAAATTTTAAATTACTTCGGTAAGATAAAATTTT 
AGTGGCGAACGGGTGAGTAACACGTAGGTAATCTGCCTTTAAGTTGGGGATAACTTTCGGAAACGAATGCTAATACCGAATAATCTGTGAAAAAGGCATCTTTTT 
CATTGTAAAGGTCCGTTTGGATCGCTTAAAGAGGAGCCTGCGGTGCATTAGTTAGTTGGTGGGGTAATGGCCCACCAAGACAATGATGCATAGCTGGACTGAGAG 
GTTGAACAGCCACATTGGGACTGAGAACGGCCCAAACTCCTACGGGAGGCAGCAGTAGAGAATCTTCGGCAATGGGGGAAACCCTGACCGAGCGATACCGCGTGA 
ATGATGAAGTATTTCGGTATGTAAAATTCTTTTATTAGGGAAGAACGATATTTGTAGGAAATGACAAATAAGTGACGTTACCTAATGAATAAGTCCCGGCTAACT 
ATGTGCCAGCAGCCGCGGTAATACATAGGGGACAAGCGTTATCCGGATTAATTGGGCGTAAAGGGTGCGTAGGCGGTTTTTTAAGTTTGGGGTTTAATTTCATGG 
CTCAACCATGTCCCGCTCCAAAAACTGGAAGACTAGAGCAAGATAGAGGTAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGAACACCAGT 
GGCGAAGGCGGCTTACTGGGTCTTTGCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTACTA 
ACTGTCTGGAAAACTAGGCGGTAAAGTTAACGCATTAAGTACTCCGCCTGAGTAGTACGTACGCAAGTATAAAACTCAAAGGAATTGGCGGGACCTCGCACAAGC 
GGTGGATCATGTTGTTTAATTCGACGATACGCGAAGAACCTTACCAGGTCTTGACATACTCGGCAATACTATAGAGATATAGTGGAGGTTATCCGATGTACAGGT 
GGTGCATGGTTGTCGTCACTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACTCTTATTGCTATTTGCCAGCATTCAGTTGGGAACTATAGTGAG 
ACTGCCAGTGACAAACTGGAGGAAGGTAGGAATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACAAACGTGATACAATGGTTGATACAAAGGGAAGCCA 
AAGCGTGAGCTGGAGCAAATCCCAGAAAAACAATCCCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCGCTAGTAATCGCAAATCAGAACGT 
TGCGGTGAATACGTTCTCGAGGTTTGCACACACCGCCCGTCAAACCACGAAAGTTTATAATACCCAAAACCGGTGGTCTAACCGTAAGGAGGGAGCCGTCTAAGG 
TAGGGTAAATGATTGGGGTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGAACGCTGGCTGTGTGCCTAATACATGCATGT 
CGAGCGAGGTTCTTTTGAACCTAGCGGCGAATGGGTGAGTAACACGTGCTTAATCTACCCTTTAGATTGGAATACCCAATGGAAACATTGGCTAATGCCGGATAC 
GCATGGAACCGCATGGTTCCGTTGTGAAAGGAGCCTCAAAGCTCCGCTAGAGGATGAGGGTGCGGAACATTAGTTAGTTGGTAGGGTAATGGCCTACCAAGACTA 
TGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAG 
CTTGATGGAGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAGGGAAAGAACACTTGGTTGAGGAAATGCTTCCAAGCTGACGGTACC 
CTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATT 
AAGTCTGGAGTTAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCG 
TAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGATCATTAGTCGGTGGAGAGTTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGA 
ATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAATGCTATAGAGATATAGC 
GGAGGTTAACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACTAAC 
GAGTCATGTCGAGGACTCTAGAGATACTGCCTGGGTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTAC 
AATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTCTGCAATTCGACTCCATGAAGTCGGAATC 
GCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTAGCTA 
ACCTCGGAGGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGGGTGGTGA 
AAGTGGCGCACGGGTGAGTAACGCGTGGATAATCTGCCCGAGGATTTGGGATAACATCTCGAAAGGGGTGCTAATACCGAATAAGCCCACGGGGTCTACGGATCT 
TGCGGGAAAAGGGGGGGACTTTCGGGCCTCCTGTCTTCGGATGAGTCCGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGGTTAGCTG 
GTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAA 
CGCCGCGTGGGTGATGAAGGCCTTCGGGTCGTAAAGCCCTGTCGGGAGGGAAGAAATGATTGAGAGCTAATACCTCTTGGTCTTGACGGTACCTCCGAAGGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGTAGGCGGTCTTTTAAGTCTGATGTG 
AAAGCCCCGGGCTCAACCTGGGAAGTGCATTGGAAACTGGGAGACTTGAGTACGGGAGAGGAGAGTGGAATTCCTAGTGTAGGAGTGAAATCCGTAGATATTAGG 
AGGAACACCGGTGGCGAAGGCGGCTCTCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGAGTACTAGGTGTTGCGGGTATTGACCCCTGCAGTGCCGTAGCTAACGCATTAAGTACTCCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGGCTTGACATCCACGGAACCCTCCCGAAACGGAGGGGT 
GCCCTTCGGGGAGCCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATCAGTTGC 
CATCATTAAGTTGGGCACTCTGATGAAACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGC 
TACAATGGCCGGTACAAAGAGTCGCAATGCCGCGAGGTGGAGCCAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCGACTGGTCCCGAAGTGCGTGAGC 
TAACCAGCAATGGAGGCAGCGTCCTAAGGAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTA 
ACACATGCAAGTCGAGCGAGAAGTAAAGAAATGAAGCTTCGGTAGATTTCATTATGGAAAGCGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCCTGTACAGG 
GGGATAGCCACCCGAAAAGGTGATTAATACCCCATGATGCAAGAGATACACATGTATCACTTGTCAAAGATTTATCGGTATGGGATGGGCCTGCGTCTGATTAGC 
TAGTTGGTAGGGTAACGGCTTACCAAGGCAACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGCCTTCGGGTTGTAAACTTCTGTCCTAGGGGAAGAAACAAAT 
GACATTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAG 
GTGGCATCTTAAGCGCAGGGTTTAAGGCAATGGCTCAACCATTGTTCGCCTTGCGAACTGGGGTGCTTGAGTGCAGGAGGGGAAAGTGGAATTCCTAGTGTAGCG 
GTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAGCACTAGGTGTCGGGGTCGCAAGACTTCGGTGCCGCAGTTAACGCATTAAGTGCTCCGCCTGGGAAGTACGCACGCAA 
GTGTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGAACTTGACATCCTCTTGA 
CAGATCCTTAATCGGATTCTTCTTCGGACAAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGCCATTAGTTGCCATCATTTAGTTGGGCACTCTAGTGGGACTGCCGGGGAAAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTC 
TGGGCTACACACGTGCTACAATGGCCGGTACAACAGGCAGCGAACCCGTGAGGGGGAGCGAATCCCAAAAGCCGGTCCCAGTTCGGACTGTAGGCTGCAACTCGC 
CTACACGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGTGC 
CCGAAGTCGGTTATTTAATCTATCGCCTAAGGCAAAACCAATGACTGGGGTGAAGTCGTAACCAAGGTAGCCCGTATCGGAAGGTGCCGGCTGGATCACCTCCTT 
AAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGA 
AAGGGATTGCTTGCAATCCTGAGTAGAGTGGCGCACGGGTGAGTAACACGTAGATAATCTGTCTCCAAGCCTGGGATAACTATTCGAAAGGGTAGCTAATACCGG 
ATAAAGTTGATTCACATAAGTGGATTAATGAAAGATTGCCTCTTCNTGAAAGCAATTGTTTGGGGGTGAGTTTGCGTACCATTAGCTTGTTGGTGGGGTAAAGGC 
CTACCAAGGCAACGATGGTTAGCTGGTCTGAGAGGATGATCAGTCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGC 
AATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCTTTGGGTCGTAAAGCTCTGTCAACAGGGAAGAAGTTATTATCTATTAATAGTGGATAC 
TATTGACGGTACCTGTGGAGGAAGCGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGGCGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCG 
TAGGCGGTCTTGTCCGTCAGGTGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCACTTGAAACAGCAAGACTTGAATACGGGAGAGGAAAGCGGAATTCCTGGTGT 
AGAGGTGAAATTCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCTTTCTGGACCGATATTGACGCTGAGGCGCGAAGGCGTGGGTAGCGAACGGGATTAG 
ATACCCCGGTAGTCCACGCAGTAAACGTTGTACACTCGGTGTGGCGGATATTAAAATCTGCTGTGCCCAAGCTAACGCATTAAGTGTACCGCCTGGGAAGTACGG 
TCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGACATCCT 
GTGAATATTGGGTAATTGCCATAGTGCCTTCGGGAGCACAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGA 
GCGCAACCCTTATCGTCAGTTGCCAGCACATAATGGTGGGAACTCTGGCGAGACTGCCCCGGTCAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTATATCCAGGGCTACACACGTGCTACAATGGTAGGTACAAAGGGCAGCGACTCTGCAAAAAGAAGCGAATCCCAAAAGCCTATCTCAGTCCGGATTGGGGTCT 
GCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATATGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGT 
TGATTATACCCGACGTCGCTGGGCTAACTATTTATAGGGGCAGGCGCCTAAGGTATGGTCGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTTGGAGNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAAAGGGTCTTCGGGACTGAGTAGAGTGG 


576204 Bacteria_16S 712178 772127 16 67 gi|265678531|ref|NR_028835.1| Atopostipes 


suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 
576204 Bacteria_16S 1917645 1917594 16 67 gi| 219878249 |ref|NR_025388.1| Pediococcus inopinatus 


strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 
576204 Bacteria_16S 367743 367705 31 69 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 409057 409019 31 69 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 553228 553190 31 69 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 599893 599855 31 69 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 656216 656178 31 69 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 786048 786010 31 69 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 875736 875698 31 69 gi|265678461|ref|NR_028764.1| Streptomyces 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 
576204 Bacteria_16S 1085109 1085071 31 69 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 1307165 1307127 31 69 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 1398193 1398143 14 64 gi|228715357|ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
576204 Bacteria_16S 1425413 1425375 31 69 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 1426978 1426940 31 69 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 1474014 1473976 31 69 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 1487847 1487809 31 69 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 1588941 1588903 31 69 gi|219878485|ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 1590489 1590451 31 69 gi| 219878484 |ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 1592037 1591999 31 69 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
576204 Bacteria_16S 1593583 1593545 31 69 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
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576204 Bacteria_16S 3637654 3637616 31 69 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

576204 Bacteria_16S 3639206 3639168 31 69 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

576204 Bacteria_16S 3918916 3918878 31 69 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
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2147707 2147671 31 


2517704 2517668 31 


2551972 2551936 31 


67 


omycetales; 


67 


67 


gi 


complete sequence 2147582 21491 
Corynebacterin 


gi 


1 RNA, partial sequence 
Actinobacteridae; 


gi 


complete sequence 


219857636 


219857365 


Actinomy 


219857342 


ref 


eae; 
ref 


ceta 


ref 


14 Mycobacterium 


2517611 251909 


NR_025225.1 


Mycobacteri 
NR_024953.1 


les; 


Streptomycineae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


NR_024930.1 


Streptacidiphilus 


2551853 2553362 Streptacidiphilus albus 
Streptomycetaceae; 


576204 Bacteria_16S 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae; 
576204 Bacteria_16S 
subsp. paratuberc 
avium subsp. para 
Corynebacterineae; 
576204 Bacteria_16S 
strain OS-3256 16 


ulosis strain 5617 16S 
tuberculosis Bacteria; 
Mycobacteriaceae; My 


S ribosomal RNA, parti 


2978610 2978574 31 


’ 


3622313 3622277 31 


3643833 3643797 31 


67 
rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria 
Streptomyces. 


Actinobacterid 


67 


ribosomal RNA, 
Actinobacteria; 
cobacterium; Myc 


67 


al sequence 


219846937 
sequence 


ae; 


gi 


219846490 
pa 


gi 


ob 


gi|219846476 


rtial se 
Actinobac 
acterium avi 


3643713 36451 


ref |NR_026529.1 


tales; 
ref 


quen 
teri 


NR_026082.1 
ce 


um complex ( 
ref|NR_026068.1 
93 Kitasatospora 


2978510 297999 
Actinomyce 


362222 
dae; Actinomycetales; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


MAC). 
Kitasatospora azatica 
azatica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
576204 Bacteria_16S 3663697 3663661 31 67 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

576204 Bacteria_16S 4073208 4073172 31 67 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

576204 Bacteria_16S 2404104 2404053 16 67 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 


strain MT-1077 16 
Firmicutes; Lacto 
576204 Bacteria_16S 
spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 
576204 Bacteria_16S 
collagenovorans s 
collagenovorans B 
576204 Bacteria_16S 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 
576204 Bacteria_16S 
strain B22P3 16S 


Actinobacteria; Actinobacteridae; Actin 


576204 Bacteria_16S 
strain 19glyl 16S 
Firmicutes; Clost 
576204 Bacteria_16S 

flava strain AS 4.1520 
Bacteria; Actinob 
Saccharopolyspora. 
576204 Bacteria_16S 


ribosomal RNA, partia 
ridia; 


acteria; Actinobacteri 


Clostridiales; 
887887 887849 31 


16S ribosomal RNA, partial seque 


1558646 1558608 31 


S ribosomal RNA, partial sequence 


1 sequence 


2403965 24054 


725825 72731 


86 Lactobacillus 


gansuensis strain HKI 0314 16S ribosoma 


gansuensis Bacteria; Actinobacteria; Ac 
Streptomycetaceae; 
576204 Bacteria_16S 
palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 
576204 Bacteria_16S 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae; 
576204 Bacteria_16S 

mediocidica strain IFO 
mediocidica Bacte 
Streptomycetaceae; 
576204 Bacteria_16S 
japonicum strain 
japonicum Bacteri 
Cryptosporangium. 
576204 Bacteria_16S 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostri 


576204 Bacteria_16S 


psychrotolerans strain M13-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; 


576204 Bacteria_16S 


strain Z-7591 16S ribosomal RNA, partial sequence 
Spirochaetaceae; 


Spirochaetes; 


Kitasatospora. 


rain R10 16S ribosomal 
cteria; Actinobacteria 
Streptomyces. 


Spirochaetales; 


2138715 2138677 31 


2 


980143 2980105 31 


3642301 3642263 31 


342495 342462 31 


2568916 2568855 3 


2731512 2731459 16 


3317747 3317694 14 


train 1Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteri 
e; Amycolatopsis. 


14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


YU 636-3 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Actinomycet 


Spirochaeta. 


kimchii Bacteria; 


bacillales; Lactobacillaceae; Lactobacillus. 
3363587 3363514 41 118 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
SM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
186950 186884 3 69 gi|265678938|ref|NR_029246.1| Clostridium 
train SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
402901 402863 31 69 gi| 265678786 |ref|NR_029091.1| Streptomyces 
YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
598363 598325 31 69 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
omycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
725930 725892 31 69 gi|265678564|ref|NR_028868.1| Succinispira mobilis 


9 Succinispira mobilis Bacteria; 


Veillonellaceae; Succinispira. 
69 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
nce 887783 889225 Saccharopolyspora flava 
dae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
69 gi|219846192|ref|NR_025782.1| Kitasatospora 
1 RNA, partial sequence 1558576 1560004 Kitasatospora 
tinobacteridae; Actinomycetales; Streptomycineae; 
69 gi|219857642|ref|NR_025231.1| Amycolatopsis 
sequence 2138615 2140041 Amycolatopsis 
a; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
69 gi|219846936|ref|NR_026528.1| Streptomyces 
RNA, partial sequence 2980041 2981526 Streptomyces 
; Actinobacteridae; Actinomycetales; Streptomycineae; 
69 gi|219846477|ref|NR_026069.1| Kitasatospora 
sequence 3642181 3643662 Kitasatospora 
Actinomycetales; Streptomycineae; 
64 gi|265678829|ref|NR_029134.1| Cryptosporangium 
quence 342395 343854 Cryptosporangium 
ales; Frankineae; Cryptosporangiaceae; 
64 gi|219857288|ref|NR_024919.1| Clostridium 
sequence 2568768 2570248 Clostridium 
diales; Clostridiaceae; Clostridium. 
69 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
sequence 2731401 2732858 Marinilactibacillus 
Carnobacteriaceae; Marinilactibacillus. 
67 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 


3317638 3319106 Spirochaeta asiatica Bacteria; 


576204 Bacteria_16S 


debontii strain F 
Bacteria; Verruco 


576204 Bacteria_16S 


strain IFO 15965 


strain P43/6/78 1 
Spirochaetes; Spi 


576204 Bacteria_16S 


cyanea strain NA1 
Bacteria; Actinob 


Saccharomonospora. 
576204 Bacteria_16S 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


576204 Bacteria_16S 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


3705971 3705942 41 70 gi 
C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
3902418 3902385 31 64 gi 


4187670 4187617 16 69 gi 
rochaetales; Brachyspiraceae; Brachysp 
110 74 31 67 gi 
34 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


1649 1613 31 
28 16S ribosomal RNA, 
acteria; Actinobacteri 


67 gi 
partial sequence 
dae; Actinomycet 
157973 157937 31 67 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


v 


576204 Bacteria_16S 


genavense strain 
Bacteria; Actinob 
Mycobacterium. 


576204 Bacteria_16S 


aichiense strain 
Bacteria; Actinob 
Mycobacterium. 


576204 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


576204 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


576204 Bacteria_16S 
ain NRRL B-24129 16S r 
teria; Actinobacteria; 
e; Amycolatopsis. 

576204 Bacteria_16S 
in NT 19 16S ribosomal 
eria; Actinobacteria; 
e; Amycolatopsis. 

576204 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


mediterranei stra 
mediterranei Bact 


Pseudonocardiacea 


strain E846 16S r 


strain YIM90005 1 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


576204 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


576204 Bacteria_16S 
in KM-4927 16S ribosomal RNA, partial 
eria; Actinobacteria; 


scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae 


576204 Bacteria_16S 


strain 13.4 16S r 


strain CBS 107.95 
Bacteria; Actinob 
576204 Bacteria_1 
glauca strain K62 


teria; Actinobacteria; 


bosomal RNA, partial s 


ibosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 
6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 
ain ATCC BAA-256 16S r 
teria; Actinobacteria; 


rain YC75 16S ribosoma 
cteria; Actinobacteria 


ibosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 


acteria; Actinobacteri 


220768 220732 31 67 gi 
2289 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


226760 226724 31 
49005 16S ribosomal RN 
acteria; Actinobacteri 


67 gi 
A, partial seque 
dae; Actinomycet 


261715 261679 31 67 gi 
ain P 1 16S ribosomal RNA, complete se 
Rubrobacteridae 
Rubrobacter. 
276922 276882 31 71 gi 
equence 276 
ae; Mycoplasma. 
437046 437010 31 67 gi 
ibosomal RNA, pa 
Actinobacterida 


icutes; Mycoplasmatace 


459970 459934 31 67 gi 
RNA, partial se 
Actinobacteridae 
624334 624298 31 67 
sequence 
omycetales; Cory 
773723 773687 31 67 gi 
ial sequence 773 
omycetales; Pseu 
810593 810557 31 67 gi 
ibosomal RNA, pa 
Actinobacterida 


gi 
624 


Mycobacterium. 
968109 968073 31 
1 


v 


67 gi 
RNA, partial s 
Actinobacterid 


; Kitasatospora. 


1097235 1097199 31 67 gi 


v 


; Streptomyces. 


1245562 1245526 31 67 
sequence 
omycetales; Pseu 
1261949 1261913 31 67 gi 
16S ribosomal RNA, partial sequence 

dae; Actinomycet 
6S 1416203 1416167 31 67 gi 
16S ribosomal RNA, partial sequence 


gi 
124 


kineae; 


ales; 


ales; 


ce 
ales; 


nce 
ales; 


quence 
Rubrobac 


v 


quence 
Actinomy 


, 


nebacterin 


donocardin 
rtial sequ 


e; Actinomycet 


equence 
ae; 


sequence 
Actinobacteridae; 
219857484 


donocardin 
219846681 


ales; 
224581447 


219846432 


37058 
robiales; 


219846293 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
576204 Bacteria_16S 


219846084 


6S ribosomal RNA, partial sequence 4187537 41889 
ira. 


265679063 
1 


265679062 
1539 


265678957 
sequence 


Actinomyc 


265678915 


265678911 
22663 


265678885 


265678875 
812 27827 


265678763 


rtial sequ 
e; Actinomycet 


265678744 


265678635 
219 62572 


265678530 
630 77513 


265678505 


265678398 
Actino: 
265678311 


Actinomy 


5479 12468 


12618 
Cory 


cr 


Pseu 


Pseu 


22065 


Cory 


Cory 


ref 


70 3 


ref 


ref 


ref 
1 


ref 
3 


ref 
1 


ref 
9 2 


ref 


ref 
2 


ref 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


ref 


ref 


ref 


ref 


ref 


Verr 


dono 


dono 


etal 


neba 


2 228087 Mycob 
neba 


tera 


ence 


459859 46132 
ceta 


5 Mycobacterium 


ence 


967981 96947 
myce 


1097121 10985 
ceta 


80 Amycolatopsis 
eae; 


51 1263306 Dietz 
neba 


NR_026023.1 
707337 Prost 
ucomicrobia 
NR_025883.1 


sporangiace 
NR_025674.1 


NR_029371.1 
489 Sacch 
cardineae; 


NR_029370.1 
029 Sacch 
cardineae; 


NR_029265.1 
57869 15933 
es; Microco 


NR_029223.1 
22097 Mycob 
cterineae; 


NR_029219.1 
cterineae; 


NR_029191.1 
61591 263140 
les; Rubrob 


NR_029181.1 


NR_029068.1 

436922 
ales; Pseud 
NR_029049.1 
3 
les; Pseudo 
NR_028940.1 


Mycobacteri 
NR_028834.1 


Pseudonocar 
NR_028808.1 

810468 
ales; Coryne 
NR_028700.1 
7 


tales; Pp 


Stre 
NR_028613.1 
9 
° 


les; Strept 


NR_025072.1 


Pseudonocar 
NR_026273.1 
i 
cterineae; D 
NR_027229.1 


h 
c 


a 


a 


P 


a 
P 


6 
c 


a 
M 


a 


M 


a 


fo} 


n 


Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
ypto 


e; Cryptosporangium. 
Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Microbacterium 
Microbacterium 
cineae; 


Mycobacterium 
cterium genavense 
ycobacteriaceae; 


Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Rubrobacter 
Rubrobacter 


cterineae; 


Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 


Saccharomonospora 


1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 


576204 Bacteria_16S 
paranensis strain 
paranensis Bacter 
Streptomycetaceae; 
576204 Bacteria_16S 
terrestris strain 
terrestris Bacter 
Streptomycetaceae; 
576204 Bacteria_16S 


HKI 0186 16S ribosoma 
ia; Actinobacteria; Ac 
Kitasatospora. 


1555656 1555620 31 


1557152 1557116 31 


1563068 1563032 31 


HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


pretoriensis stra 
pretoriensis Bacteria; Actinobacteria; 
Pseudonocardiaceae; Amycolatopsis. 

576204 Bacteria_16S 
vancoresmycina st 


1672711 1672675 31 
rain ST101170 16S ribo 


in NRRL B-24133 16S ribosomal RNA, parti 


somal RNA, parti 


al 


sequenc 


67 gi|219846194|ref|NR_025784.1 
equence 1555586 155703 
Actinomycetales; 

67 gi|219846193|ref|NR_025783.1 

1 RNA, partial sequence 1557082 155852 
tinobacteridae; Actinomycetales; 

67 gi| 219846103 |ref|NR_025693.1 

al sequence 156296 
Actinobacteridae; Actinomycetales; 
67 gi|219878426|ref|NR_025565.1 


e 1672599 16740 


7 


Kitasatospora 
1 Kitasatospora 


Streptomycineae; 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


Pseudonocardineae; 


Amycolatopsis 
6 Amycolatopsis 


vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

576204 Bacteria_16S 1674234 1674198 31 67 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

576204 Bacteria_16S 1788142 1788106 31 67 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

576204 Bacteria_16S 1856788 1856736 16 68 gi|219878296|ref|NR_025435.1| Trichococcus palustris 


strain DSM 9172 1 
Firmicutes; 
576204 Bacteria_16S 
albidoflavus strain 


Pseudonocardiaceae; 
576204 Bacteria_16S 
heidelbergense st 


Mycobacteriaceae; 
576204 Bacteria_16S 
strain YIM 90001 


576204 Bacteria_16S 
strain ATCC 927 16S 


Actinobacteria; Actinobacteridae; Actin 


576204 Bacteria_16S 


carbonis strain JL 415 16S ribosomal RNA, 
acteria; Actinobacteri 


Bacteria; Actinob 
Streptacidiphilus. 

576204 Bacteria_16S 
strain DSM 43194 


576204 Bacteria_16S 
taberi strain DSM 43 
Bacteria; Actinob 
Saccharopolyspora. 

576204 Bacteria_16S 
spinosa strain DSM 4 
spinosa Bacteria; Ac 
Pseudonocardiaceae; 

576204 Bacteria_16S 
strain IFO 12702 16S 
Actinobacteria; Acti 
576204 Bacteria_16S 
cineracea strain SK- 
cineracea Bacteri 
Streptomycetaceae; 
576204 Bacteria_16S 


brevicatena strain YU 720-21 16S riboso 


brevicatena Bacte 
Sporichthya. 
576204 Bacteria_16S 
imperiale strain DSM 
imperiale Bacteri 
Microbacterium. 
576204 Bacteria_16S 


Lactobacillales; 


rain 2554/91 16S ribos 
heidelbergense Bacteria; Actinobacteria; 
Mycobacterium. 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


a; Actinobacteria; Act 
Kitasatospora. 


a; Actinobacteria; Act 


1925295 1925259 31 


IMSNU 22139 16S ribosomal RNA, part 
albidoflavus Bacteria; Actinobacteria; 


Amycolatopsis. 
2090092 2090056 31 


2149287 2149251 31 


2164336 2164300 31 


ribosomal RNA, part 


2553533 2553497 31 


2610499 2610463 31 


2666673 2666637 31 


856 16S ribosomal RNA, partial sequence 26665 
acteria; Actinobacteri 


2668191 2668155 31 
4228 16S ribosomal 


Saccharopolyspora. 
2825927 2825891 31 


ribosomal RNA, partial sequence 2825825 28272 
nobacteridae; Actinomycetales; 


2842678 2842642 31 
3255 16S ribosomal 


2943714 2943678 31 


3509820 3509784 31 
20530 16S ribosoma 


3511342 3511306 31 


67 gi 


Actinobacteridae; 


67 gi 


omal RNA, partia 


67 gi 


tial sequence 2149165 21506 
omycetales; 


67 gi 


ial sequence 2164214 21657 
omycetales; 


67 gi 


complete sequence 25534 
dae; Actinomycet 


67 gi 


tial sequence 2610373 26118 
omycetales; 


67 gi 


dae; Actinomycet 


67 gi 


RNA, partial sequence 
tinobacteria; Actinobacteridae; Act 


67 gi 


ria; Actinobacteria; Actinobacteridae; 


Frankineae; Sp 
67 gi| 219856895 

RNA, complete sequence 
inobacteridae; Actinomycet 
67 gi| 219856827 
mal RNA, partial sequence 
Actinomyc 
67 gi|219846569 

1 RNA, partial sequence 


inobacteridae; Act 


67 gi 


Trichoc 


6S ribosomal RNA, partial sequence 1856650 18581 
Carnobacteriaceae; 


occus. 
219878244 
ia 


219878129 
1 


219857635 


Pseudonocardineae; 


219857625 


Corynebacterineae; 


219857341 
ales; 


219857258 


Pseudonocardineae; 


219857212 


ales; Pseu 
219857211 
inomycetal 


219856906 


inomycet 


219846568 


1 sequence 1925173 19266 
Actinomyceta 


sequence 


Actinobacteridae; Actinomycetales; 


Streptomycineae; 


69 Trichococcus 


ref|NR_025383.1 


les; Pseudo 
ref|NR_025268.1 
2089993 209143 


ref|NR_025224.1 
Pseudonoca 
ref|NR_025214.1 
35 Mycobacterium 


ref |NR_024929.1 
13 2554923 Strept 


ref|NR_024889.1 


ref|NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref|NR_024839.1 

2668117 266958 
es; Pseudonocard 
ref|NR_024727.1 
orichthyaceae; S 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


ref |NR_024646.1 
2943614 294507 
etales; Frankine 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 


4 
nocardineae; 


Mycobacteri 


palustris Bacteria; 


Amycolatopsis 
6 Amycolatopsis 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
rdiaceae; 


Prauserella. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Streptacidiphilus 
acidiphilus carbonis 


Streptomycetaceae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


ineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Kitasatospora 
5 Kitasatospora 
ineae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


ref|NR_026160.1 
3511236 351270 


Microbacterium 
9 Microbacterium 


lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
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576204 Bacteria_16S 3523548 3523512 31 67 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

576204 Bacteria_16S 3623826 3623790 31 67 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
576204 Bacteria_16S 3625359 3625323 31 67 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

576204 Bacteria_16S 3640776 3640740 31 67 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

576204 Bacteria_16S 3839748 3839712 31 67 gi|219846335|ref|NR_025925.1| Blastococcus 
aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

576204 Bacteria_16S 4062589 4062553 31 67 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

576204 Bacteria_16S 4233051 4233015 31 67 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
576204 Bacteria_16S 344044 343993 16 67 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

576204 Bacteria_16S 513516 513465 16 67 gi| 265678709 |ref|NR_029014.1| Lactobacillus rossiae 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

576204 Bacteria_16S 695725 695662 4 67 gi|265678585|ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

576204 Bacteria_16S 1032319 1032268 16 67 gi|265678356|ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

576204 Bacteria_16S 1091323 1091272 16 67 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

576204 Bacteria_16S 1477125 1477074 16 67 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

576204 Bacteria_16S 1840213 1840162 16 67 gi|219878308|ref|NR_025447.1| Lactobacillus 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

576204 Bacteria_16S 2448298 2448247 16 67 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

576204 Bacteria_16S 2680376 2680325 16 67 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

576204 Bacteria_16S 3065210 3065143 1 68 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

576204 Bacteria_16S 3707489 3707462 41 68 gi|219846431|ref|NR_026022.1| Prosthecobacter 
vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
576204 Bacteria_16S 3810909 3810858 16 67 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

576204 Bacteria_16S 80117 80079 31 69 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

576204 Bacteria_16S 860741 860707 33 67 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
576204 Bacteria_16S 1256000 1255962 31 69 gi|219857144|ref|NR_024772.1| Corynebacterium 


efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
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3665256 3665218 31 69 gi|219846461|ref|NR_026053.1| Dehalobacter 
K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 
3709008 3708982 41 67 gi|219846430|ref|NR_026021.1| Prosthecobacter 
FCl 16S ribosomal RNA, partial sequence 3708907 3710374 Prosthecobacter dejongeii 
biae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
4130694 4130656 31 69 gi|219846126|ref|NR_025716.1| Marinibacillus 
SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
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576204 Bacteria_16S 1119977 1119944 31 64 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 
576204 Bacteria_16S 1279925 1279892 31 64 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 
576204 Bacteria_16S 1360564 1360539 42 67 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 


576204 Bacteria_16S 1419225 1419192 31 64 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 1539105 1539072 31 64 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
576204 Bacteria_16S 1540654 1540621 31 64 gi|219857375|ref|NR_024963.1| Actinokineospora 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
576204 Bacteria_16S 1542214 1542181 31 64 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
576204 Bacteria_16S 1662077 1662044 31 64 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
576204 Bacteria_16S 1663617 1663584 31 64 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
576204 Bacteria_16S 1665141 1665108 31 64 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
576204 Bacteria_16S 1815756 1815723 31 64 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
576204 Bacteria_16S 2031767 2031734 31 64 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


576204 Bacteria_16S 2341873 2341840 31 64 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
576204 Bacteria_16S 2449826 2449793 31 64 gi|219857419|ref|NR_025007.1| Laceyella putida 


strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 
576204 Bacteria_16S 2451347 2451314 31 64 gi|219857418|ref|NR_025006.1| Seinonella 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 
576204 Bacteria_16S 2452898 2452865 31 64 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 


576204 Bacteria_16S 2722287 2722254 31 64 gi|219857173|ref|NR_024801.1] Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

576204 Bacteria_16S 2759656 2759623 31 64 gi|219857146|ref|NR_024774.1| Actinokineospora 


terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
576204 Bacteria_16S 2797245 2797212 31 64 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 

Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
576204 Bacteria_16S 2937639 2937606 31 64 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 
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TAAACCCCTGTCGGGGGGGACGAAGGGACTGTGGGTTAATAGCCCACAGTCTTGACGGTACCCCCAGAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTA 
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GGCTGTCCTGACGGTCAGGGACGAAAGCCGGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCCGGCCGTAAACCATGGGCGCTAGGGCTTGTCCCTTTGGGGC 
AGGCTCGCAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTGGCGGGGGCCCGCACAACCGGTGGAGCGTCTGGTT 
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CCCGTGAATACGTTCTCGGGCCTTGCACACACCGCCCGTCACGCCACGGAAGTCGGTCCGGCCGGAAGTCCCCGAGCTAACCGGCCCTTTTTGGGCCGGGGGCAG 
GGGCCGATGGCCGGGCCGGCGACTGGGGCGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNTTGAATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGGACGGTAGCAGGTAAGTACTTGTACTTATGC 
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Gordonia. 


ref|NR_028814.1 
801287 802838 


Thermaerobacter 
Thermaerobacter 


574399 Corynebacterium 


subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 
576204 Bacteria_ 


Kineosporiaceae; 


576204 Bacteria_16S 


strain E6844 16S 
Firmicutes; 


576204 Bacteria_16S 


Kineococcus. 
896995 896959 31 67 gi| 265678446 |ref|NR_028748.1 
ribosomal RNA, partial sequence 896853 898376 Enterococcus 
Lactobacillales; Enterococcaceae; Enterococcus. 
917160 917124 31 67 gi| 265678433 |ref|NR_028735.1 
strain IEGM 16S ribosomal RNA, partial sequence 917039 91855 


Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 
strain 213E 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 
pseudoavium strain 47-16 16S ribosomal 
pseudoavium Bacteria; 
576204 Bacteria_16S 

strain YLM-32 16S 


strain YIT 0455 1 
Firmicutes; 


Microbacterium. 


576204 Bacteria_16S 


strain I-132 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
576204 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
576204 Bacteria_16S 


multipartita DSM 


Nakamurella. 


576204 Bacteria_16S 
variabilis strain MX5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


Bacteria; Actinob 
Isoptericola. 


576204 Bacteria_16S 
rain DSM 13468 16S ribosomal RNA, partia 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


576204 Bacteria_16S 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


576204 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


16S 851529 851493 31 


918725 918689 31 


962014 961978 31 


Firmicutes; 
1076103 1076067 31 


1082113 1082077 31 


Lactobacil 
1112413 1112377 31 
76 16S ribosomal RNA, 


1113959 1113923 31 
ribosomal RNA, partial 


1115485 1115449 31 
ribosomal RNA, partial 


1160839 1160803 31 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinob 


1225817 1225781 31 


1233444 1233408 31 


cteria; Actinobacteria; 
; Microbacterium. 
1234959 1234923 31 
strain DSM 44346 16S 


Mycobacterium. 
1290557 1290521 31 
109 16S ribosomal RNA, 


e; Corynebacterium. 


576204 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


Bacteria; Actinob 
Promicromonospora 


576204 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


576204 Bacteria_16S 


afermentans subsp 


Actinomycetales; 


576204 Bacteria_16S 


1350098 1350062 31 
osomal RNA, partial se 


1448563 1448527 31 


1489391 1489355 31 


laceae; 


67 


Actinobacterida 


omycetales; 


67 


sequence 
omycetales; 


67 


67 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 


67 


67 


partial sequence 
Actinobacteridae; Actinomycetales; 


67 
sequence 


67 
sequence 


67 


67 


67 


Actinobacteridae; 


67 


67 


partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 


67 


quence 


67 


67 


gi 
radiotolerans strain SRS30216 16S ribosomal RNA, partia 
radiotolerans Bacteria; Actinobacteria; 


Cory 


gi 


918602 92011 
Cory 


gi 


Ente 


gi 


1075986 10774 


omycetales; Micrococcineae; Rarobacteraceae; 


gi 


Lactobac 


gi 


gi 


1113840 11153 
Kine 


gi 


1115364 11168 
Kine 


gi 


acteridae; Actin 


gi 


gi 


gi 


ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


gi 


gi 


1349993 13514 
acteria; Actinobacteridae; Actinomycetales; 
576204 Bacteria_16S 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


16S ribosomal RNA, partial sequence 


acteria; Actinobacteri 


1499890 1499854 31 
- afermentans strain C 


Corynebacterineae; Cor 


1560134 1560098 31 


67 


67 


dae; Actinomycetal 


gi 


IP 103499 16S ribo 
Corynebacterium afermentans subsp. 
ynebacteriaceae; 


gi 


265678478 


265678432 


265678403 


RNA, partial sequence 
Lactobacillales; 


265678325 


265678321 


6S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillales; 
576204 Bacteria_16S 
halophilum strain 
Bacteria; Actinobacteria; 


illus. 
265678300 


265678299 


265678298 


228721225 


219878300 


219878266 


219878254 


228720812 
e 


228720546 


224581421 


219846947 


es; 


219846622 


219846147 


canariasense strain 502329 16S ribosomal RNA, partial sequence 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


1 sequence 
e; Actinomycetales; 


nebacterineae; 


rococcaceae; 


11123 


osporiineae; 


osporiineae; 


11607 
omycetales; 


12257 
Micrococcineae; 


1 sequence 1233340 12348 
Actinomycetales; 


artial sequence 
ridae; Actinomycetales; Co 


12904 
tinomycetales; 


14484 
Micrococcineae; 


14892 
Corynebacterineae; 


somal RNA, 
afermentans Bacteria; Actinobacteria; 
Corynebacterium. 


ref |NR_028734.1 


ref |NR_028623.1 
61 Lactobacillus 
ref|NR_028601.1 


ref|NR_028600.1 


ref|NR_028599.1 


ref |NR_027604.1 


ref|NR_025439.1 


ref|NR_025405.1 
1 
Micro 
ref |NR_025393.1 


123486 


ref|NR_027597.1 
53 1291853 Coryne 
Corynebacte 
ref|NR_027594.1 
G 


ref|NR_027202.1 
60 1449852 Promic 


ref|NR_026539.1 
76 1490698 Coryne 
¢c 
ref|NR_026214.1 
complete sequ 


Gordoniaceae; 


Incertae Sedis; 


ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 
Kineosporiineae; 


Enterococcus avium 


avium Bacteria; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
nebacterineae; 


Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 
Gordoniaceae; 


Gordonia. 


ref|NR_028705.1] Enterococcus 
961894 963406 Enterococcus 
Enterococcus. 

ref|NR_028627.1| Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


Rarobacter. 
Lactobacillus equi 
equi Bacteria; 


Microbacterium 


07 1113789 Microbacterium halophilum 


Micrococcineae; Microbacteriaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
Kineosporiaceae; Kineosporia. 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
Kineosporiaceae; Kineosporia. 


Nakamurella 


39 1162206 Nakamurella multipartita DSM 
Frankineae; Nakamurellaceae; 


Isoptericola 


22 1227193 Isoptericola variabilis 
Promicromonosporaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Corynebacterium 
bacterium urealyticum 


rineae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
Corynebacterineae; 


ordoniaceae; Gordonia. 
Promicromonospora 
romonospora aerolata 


Promicromonosporaceae H 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


ref |NR_025737.1 
1560055 156148 


Mycobacterium 
7 Mycobacterium 


576204 Bacteria_16S 1697183 1697147 31 67 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
576204 Bacteria_16S 1709418 1709382 31 67 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
576204 Bacteria_16S 1726095 1726059 31 67 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

576204 Bacteria_16S 1727629 1727593 31 67 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
576204 Bacteria_16S 1729170 1729134 31 67 gi| 219878388 |ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
576204 Bacteria_16S 1730681 1730645 31 67 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
576204 Bacteria_16S 1758239 1758203 31 67 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

576204 Bacteria_16S 1770184 1770148 31 67 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


576204 Bacteria_16S 1809616 1809580 31 67 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

576204 Bacteria_16S 1834000 1833968 37 69 gi|219878312|ref|NR_025451.1]| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 


molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 
576204 Bacteria_16S 1855368 1855332 31 67 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

576204 Bacteria_16S 1858324 1858288 31 67 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
576204 Bacteria_16S 1948177 1948141 31 67 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
576204 Bacteria_16S 1952742 1952706 31 67 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
576204 Bacteria_16S 2030299 2030263 31 67 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

576204 Bacteria_16S 2033308 2033272 31 67 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

576204 Bacteria_16S 2036390 2036354 31 67 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
576204 Bacteria_16S 2039476 2039440 31 67 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 
576204 Bacteria_16S 2051997 2051961 31 67 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


576204 Bacteria_16S 
strain P-1 16S ri 
Firmicutes; Clostridia; 
576204 Bacteria_16S 2 
pinnipedii strain 6482 1 
Bacteria; Actinobacteria 
Mycobacterium; Mycobacte 
576204 Bacteria_16S 
africanum strain ATCC 25 
africanum Bacteria; Acti 
Mycobacteriaceae; Mycobacterium; Mycoba 
576204 Bacteria_16S 213113 
tokaiense strain ATCC 27282 16S 
tokaiense Bacteria; Actinobacteria; Act 
Mycobacteriaceae; Mycobacterium. 
576204 Bacteria_16S 213264 
poriferae strain ATCC 35087 16S 
poriferae Bacteria; Actinobacteria; Act 
Mycobacteriaceae; Mycobacterium. 
576204 Bacteria_16S 
strain ATCC 19422 


bosomal RNA, partial s 


Clostridiales; 


6S ribosomal RN. 
; Actinobacteri 


rium tuberculos 


420 16S 
nobacteria; Act 


16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacteri 
Mycobacterium; Mycobacterium tuberculos 
576204 Bacteria_16S 
strain NRCM 00-255 16S ribosomal RNA, p 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 2232546 2232510 31 
strain NAM-BN063A 16S ribosomal RNA, pa 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 2326911 2326875 31 
strain FI-13295 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 2429992 2429952 31 
cinnamivorans strain CIN1 16S ribosomal 
cinnamivorans Bacteria; Firmicutes; Clo 
576204 Bacteria_16S 2513194 2513158 31 
pachnodae strain VPCX2 16S ribosomal RN 
Bacteria; Actinobacteria; Actinobacteri 
Xylanimicrobium. 
576204 Bacteria_16S 2534424 2534388 31 
capsulata strain Ben 108 16S ribosomal 
capsulata Bacteria; Actinobacteria; Act 
Nocardioidaceae; Friedmanniella. 
576204 Bacteria_16S 2576686 2576650 31 
strain O 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 2587396 2587360 31 
spumicola strain Ben 107 16S ribosomal 
spumicola Bacteria; Actinobacteria; Act 
Nocardioidaceae; Friedmanniella. 
576204 Bacteria_16S 2588917 2588881 31 
strain ATCC 43186 16S ribosomal RNA, pa 
Firmicutes; Lactobacillales; Enterococc 
576204 Bacteria_16S 2590497 2590461 31 
strain ATCC 43198 16S ribosomal RNA, pa 
Firmicutes; Lactobacillales; Enterococc 
576204 Bacteria_16S 2593613 2593577 31 
strain FI-25796 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 2639617 2639581 31 
strain CIP 103464 16S ribosomal RNA, pa 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 

thomssenii strain DSM 


2654776 2654740 31 


2108390 2108350 31 


111470 2111434 31 


2128142 2128106 31 


9 2131103 31 


2 2132606 31 


2134142 2134106 31 


aceae; 


aceae; 


71 
equence 


gi 


Clostridiaceae; 


67 


gi 
A, partial seque 
dae; Actinomycet 


is complex. 


67 


67 


67 


67 


67 


67 


67 


71 


stridia; 


67 


67 


67 


67 


67 


67 


67 


67 


67 


gi 
ribosomal RNA, partial 
inobacteridae; Act 
cterium tubercul 
gi 
ribosomal RNA, partial 
inobacteridae; Act 


gi 
ribosomal RNA, partial 
inobacteridae; Act 


gi 
rtial sequence 

dae; Actinomycet 
is complex. 
2217374 2217338 31 gi 
artial sequence 
omycetales; 


gi 


RNA, partial seq 
inobacteridae; Act 


gi 


gi 


RNA, partial seq 
inobacteridae; Act 


gi 


rtial sequence 
Enterococ 


gi 


rtial sequence 
Enterococ 


gi 


gi 


rtial sequence 
omycetales; 


qi 


44276 16S ribosomal RNA, partial 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
576204 Bacteria_16S 2756691 2756643 16 


nagasakiensis strain JCM 11223 16S ribosomal RNA, parti 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostri 


Thermaerobacter. 


576204 Bacteria_16S 2767126 2767090 31 


64 


67 


gi 


gi 


Cory 
gi 
rtial sequence 
omycetales; Cory 
gi 
ial sequence 2326828 23282 
omycetales; Cory 
gi 
RNA, partial se 
Clostri 
gi 
A, partial seque 
dae; Actinomycet 


Cory 


Cory 


cl 


nce 2111 


al 


e 
es; 


sequence 


os 


sequence 


219857646 
sequence 


219857645 


ales; 


219857587 


ne 
219857577 


ne 
219857511 


ne 
219857437 
quence 
diales; 
219857368 
nce 
ales; 


219857354 
uence 


219857283 


uence 2576563 2577940 Cellu 
omycetales; Micr 


oc 
219857276 
uence 


219857275 


cus. 
219857274 


cus. 
219857272 


ial sequence 2593502 25949 
omycetales; 


ne 
219857231 


ne 

219857221 
sequence 

Ac 


219857148 
al 


diales; 


219857139 


219873437 
2108290 21097 
ostridiu 
219857660 
Cory 
219857649 
inomycet 
is compl 


219857647 


inomycet 


inomycet 


21340 
Cory 


22172 
bacterin 
22324 
bacterin 
bacterin 
Ru 


25130 
Micr 


inomycet 


occineae 


inomycet 


25888 


25903 


bacterin 


26395 


bacterin 


tinomyce 


sequenc 
cl 


ref |NR_026099.2 
mM. 

ref |NR_025249.1 
3 


neba 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref 


’ 


NR_025236.1 
131039 213248 
ales; Corynebact 


ND 


, 


ref |NR_025235.1 
2132540 213398 
ales; Corynebac 


’ 


ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref|NR_024956.1 
94 2514560 Xylani 
ococcineae; Prom 


ref |NR_024942.1 
2534307 253578 
ales; Propioniba 


ref 
lomo 


NR_024914.1 
nas iranensi 
; Cellulomonadac 
ref |NR_024907.1 

2587275 258874 
ales; Propioniba 


’ 


ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024905.1 
79 2591887 Entero 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024849.1 

2654667 265613 
tales; Corynebac 


ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


81 2112761 Mycoba 


eae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Mycobacterium 
cterium pinnipedii 


cterineae; Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 


Mycobacteriaceae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Papillibacter 

9 Papillibacter 
apillibacter. 
Xylanimicrobium 


microbium pachnodae 


icromonosporaceae Hi 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Cellulomonas iranensis 
s Bacteria; 
Cellulomonas. 
Friedmanniella 

9 Friedmanniella 


cterineae; 


Enterococcus mundtii 


coccus mundtii Bacteria; 


Enterococcus cecorum 


coccus cecorum Bacteria; 


Mycobacterium tusciae 
tusciae Bacteria; 


aceae; Mycobacterium. 


Mycobacterium alvei 


cterium alvei Bacteria; 
aceae; Mycobacterium. 


Corynebacterium 


8 Corynebacterium 
terineae; 


Thermaerobacter 


6 Thermaerobacter 
ly XVII. 


Incertae Sedis; 


ref|NR_024767.1 


Dietzia 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 


psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Dietziaceae; Dietzia. 


576204 Bacteria_16S 2899644 2899612 37 


69 gi 


219856856 


ref|NR_024675.1| Zimmermannella bifida 


strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


576204 Bacteria_16S 2902717 2902685 37 


69 gi 


219856854 


Pseudoclavibacter. 
Zimmermannella alba 


Microbacteriaceae; 
ref |NR_024673.1 


strain IFO 15616 16S ribosomal RNA, partial sequence 2902597 2904077 Zimmermannella alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


576204 Bacteria_16S 2905786 2905750 31 


67 gi 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


576204 Bacteria_16S 2954278 2954242 31 


67 gi 


219856852 


219856820 


Pseudoclavibacter. 
Williamsia maris 


Microbacteriaceae; 
ref|NR_024671.1 


2905666 2907143 Williamsia maris Bacteria; 
Corynebacterineae; 


Williamsiaceae; Williamsia. 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


576204 Bacteria_16S 2955794 2955758 31 


67 gi 


Corynebacterineae; 


219856819 


ref |NR_024639.1| Gordonia rhizosphera 
Gordoniaceae; Gordonia. 
ref |NR_024638.1| Microbacterium 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 


ketosireducens Bacteria; Actinobacteria; 


Microbacteriaceae; Microbacterium. 
576204 Bacteria_16S 2958713 2958677 31 
luteolum strain IFO 15074 16S ribosomal 
luteolum Bacteria; 
Microbacterium. 
576204 Bacteria_16S 2969441 2969405 31 
antarctica strain AA-1042 16S ribosomal 


Actinobacteridae; 


67 gi 


67 gi 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; Friedmanniella. 
576204 Bacteria_16S 2987778 2987742 31 
strain IFO 15059 


576204 Bacteria_16S 3022642 3022606 31 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 


67 gi 


67 gi 


219856817 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846944 


RNA, partial sequence 


219846931 


Corynebacterineae; 


219846908 


Actinomycetales; 


sequence 


Micrococcineae; 


ref |NR_024636.1| Microbacterium 
2958622 2960061 Microbacterium 
Micrococcineae; Microbacteriaceae; 


ref|NR_026536.1| Friedmanniella 
2969338 2970810 Friedmanniella 


Actinomycetales; Propionibacterineae; 


ref|NR_026523.1| Skermania piniformis 


16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Gordoniaceae; Skermania. 
ref|NR_026500.1| Gordonia 
3022528 3023984 Gordonia 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; Gordonia. 
576204 Bacteria_16S 3024146 3024110 31 
raffinosus strain 1789-79 16S ribosomal 
raffinosus Bacteria; Firmicutes; 
576204 Bacteria_16S 3037854 3037818 31 
strain M-29c 16S ribosomal RNA, partial 
Firmicutes; Lactobacillales; 
576204 Bacteria_16S 3039370 3039334 31 


Lactobacillales; 


sequence 
Enterococcaceae; 


67 gi 


67 gi 
Vagococcus. 
67 gi 


219846907 


RNA, partial sequence 
Enterococcaceae; 


219846897 


219846896 


ref|NR_026499.1] Enterococcus 
3024035 3025459 Enterococcus 
Enterococcus. 
NR_026489.1 


ref Vagococcus fluvialis 


3037737 3039205 Vagococcus fluvialis Bacteria; 


ref|NR_026488.1| Gordonia alkanivorans 


strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


576204 Bacteria_16S 
strain ml1134/97/1 
Firmicutes; Lactobacillales; 
576204 Bacteria_16S 3090683 3090647 31 


3069620 3069584 31 


strain 1607-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 
576204 Bacteria_16S 3096793 3096757 31 
confusum strain DMMZ 2439 16S ribosomal 
confusum Bacteria; 
Corynebacteriaceae; Corynebacterium. 
576204 Bacteria_16S 3119319 3119283 31 
riegelii strain DMMZ 2415 16S ribosomal 


Corynebacteriaceae; Corynebacterium. 
576204 Bacteria_16S 3147746 3147710 31 
falsenii CCUG 33651 16S ribosomal RNA, 
Bacteria; Actinobacteria; 
Corynebacterium. 
576204 Bacteria_16S 
strain DSM 44267 


3152341 3152305 31 


576204 Bacteria_16S 3175218 3175182 31 
mucifaciens strain DMMZ 


67 gi 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Vagococcus. 


Corynebacterineae; 


219846875 


67 gi| 219846861 

3090574 30919 
Ignavigranum. 

67 gi|219846857 


67 gi 


67 gi 


partial sequence 
Actinobacteridae; Actinomycetales; 


67 gi 


67 gi 


mucifaciens Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
576204 Bacteria_16S 3178315 3178279 31 
singulare strain IBS B52218 16S 
singulare Bacteria; 
Corynebacteriaceae; 
576204 Bacteria_16S 


Corynebacterium. 
3199728 3199692 31 


kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 


67 gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


67 gi 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846842 


RNA, partial sequence 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846823 
31476 


219846820 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846804 


2278 16S ribosomal RNA, partial sequence 


Actinomyc 


219846802 
sequence 


219846788 


Gordonia. 
Vagococcus lutrae 


Gordoniaceae; 


ref |NR_026467.1 


3069511 3070973 Vagococcus lutrae Bacteria; 


ref |NR_026453.1 
90 Ignavigranum 


Ignavigranum ruoffiae 
ruoffiae Bacteria; 


ref|NR_026449.1| Corynebacterium 
3096668 3098071 Corynebacterium 
Corynebacterineae; 


ref|NR_026434.1| Corynebacterium 
3119211 3120593 Corynebacterium 
Corynebacterineae; 


ref|NR_026415.1| Corynebacterium 
42 3149116 Corynebacterium falsenii 


Corynebacterineae; Corynebacteriaceae; 


ref|NR_026412.1] Terracoccus luteus 
13 Terracoccus luteus Bacteria; 
Intrasporangiaceae; Terracoccus. 
ref|NR_026396.1| Corynebacterium 

3175122 3176580 Corynebacterium 
etales; Corynebacterineae; 


ref|NR_026394.1| Corynebacterium 
3178210 3179532 Corynebacterium 
Corynebacterineae; 


ref |NR_026380.1| Corynebacterium 


199614 3201013 Corynebacterium 


w 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


576204 Bacteria_ 


mastitidis strain 
Bacteria; Actinob 


Corynebacterium. 
576204 Bacteria_ 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


576204 Bacteria_ 


imitans strain 20 
Bacteria; Actinob 


Corynebacterium. 
576204 Bacteria_ 
strain DSM 11140 


Actinobacteria; Actinobacteridae; Actin 


576204 Bacteria_ 
strain DSM 44183 


Actinobacteria; Actinobacteridae; Actin 


576204 Bacteria_ 


16S 3205632 3205596 31 67 gi 
S-8 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


2 


16S 3213131 3213095 31 
train DSM 44291 16S ri 
acteria; Actinobacteri 
e; Corynebacterium. 
16S 3214655 3214619 31 
23 16S ribosomal RNA, 
acteria; Actinobacteri 


67 gi|2 
bosomal RNA, par 
a; Actinobacteri 
67 gi|2 
partial sequence 
dae; Actinomycet 


16S 3225255 3225219 31 
16S ribosomal RNA, par 


67 gi|2 
tial sequence 3225 
omycetales; Micr 
16S 3335943 3335907 31 67 gi 
16S ribosomal RNA, par 


2 


ce 
al 


t1 


da 


al 


oc 


tial sequence 3335845 33373 


19846784 
32055 
Cory 


ref 


es; 


ref 
nce 


19846778 
al seque 
e; Actin 


19846777 
32145 
Cory 


ref 


es; 


19846770 
149 32266 


ref 


occineae; 


19846694|ref 


25 3207001 Coryn 
neba 


omyc 


49 3216020 Coryn 
neba 


03 Mycobacterium 


NR_026376.1 
cterineae; 
NR_026370.1 

32130 
etales; Cor 
NR_026369.1 
cterineae; 


NR_026362.1 


trasporangi 
NR_026286.1 


2 
Cc 


2 
y, 


e 
¢ 


a 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 
576204 Bacteria_16S 
austroafricanum s 
austroafricanum B 


Mycobacteriaceae; 
576204 Bacteria_ 
strain DSM 44015 


Bacteria; Actinob 
576204 Bacteria_16S 
citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 
576204 Bacteria_16S 
matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 
576204 Bacteria_16S 
pilosum strain AT 


pilosum Bacteria; 


Corynebacteriacea 
576204 Bacteria_16S 


strain DZZM 328 1 


Actinobacteria; Actinobacteridae; Actin 


Corynebacterium. 


576204 Bacteria_16S 


strain DSM 3133 1 


Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


576204 Bacteria_16S 


strain DSM 44070 


Bacteria; Actinob 


Thermocrispum. 


576204 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


576204 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


576204 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


16S ribosomal RNA, complete sequence 


6S ribosomal RNA, part 


omycetales; Coryne 


3487235 3487199 31 
6S ribosomal RNA, part 


67 gi 
omycetales; Micr 
3491836 3491800 31 67 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 
3494761 3494725 31 67 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 


oc 


se 
id 


al 


3506777 3506741 31 
DSM 20166 16S ribosoma 
a; Actinobacteria; Act 


67 gi 
1 RNA, partial seq 
inobacteridae; Act 


3508298 3508262 31 
in DSM 20638 16S ribos 
eria; Actinobacteria; 
; Microbacterium. 
3607598 3607562 31 
ATCC 9874 16S ribosoma 
a; Actinobacteria; Act 
Mycobacterium. 


67 gi|2 
omal RNA, partial 
Actinobacteridae; 
, 
67 gi 
1 RNA, partial seq 
inobacteridae; Act 


576204 Bacteria_16S 


strain 1066 16S r 


ial sequence 3435424 34367 
219846584 
ial sequence 3487117 34886 


219846581 


219846579 


219846571 


19846570 


Actinomy 


219846500 


33801 


bacterineae; 


ref 


; Ce 
ref 


occineae 


quence 
ae; Actinomy 
ref 
34946 
es; Pseudono 
ref 
uence 

inomycetales 
ref 
sequence 
ceta 


ref 
uence 


inomycetales 


3615189 3615153 31 67 
ibosomal RNA, partial sequence 


gi 


219846495 
3615060 3616515 Mycobacterium gadium Bacteria; 


3491744 3 


39 3496156T 


3506673 3 


3508192 35096 


3607525 36089 


49 3381618 Gordon 


Corynebacte 
NR_026176.1 


1llulomonadac 
NR_026173.1 
49320 
Cor 


cetales; 


NR_026171.1 
hermo 
cardineae; P 
NR_026163.1 
50814 
cocci 


; Micro 


NR_026162.1 
6 
les; Microco 
NR_026092.1 
2 
t 


; Corynebac 


ref 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 
In 


ceae; Janibacter. 
Mycobacterium hodleri 
hodleri Bacteria; 


omycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

16S 3337452 3337416 31 67 gi|219846693|ref|NR_026285.1| Mycobacterium 

ain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

3338962 3338926 31 67 gi|219846692|ref|NR_026284.1| Mycobacterium 

train ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 
16S 3380252 3380216 31 67 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 


ia hydrophobica 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

3395289 3395253 31 67 gi|219846648|ref|NR_026240.1| Promicromonospora 
43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 

acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
3429891 3429855 31 67 gi|219846624|ref|NR_026216.1| Corynebacterium 

n CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 
3434095 3434059 31 67 gi|219846620|ref|NR_026212.1| Corynebacterium 

CC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 
3435517 3435481 31 67 gi|219846619|ref|NR_026211.1| Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Thermocrispum 
crispum agreste 
seudonocardiaceae; 


agreste 


Microbacterium 
1 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Mycobacterium 
0 Mycobacterium 
erineae; 


NR_026087.1 


Mycobacterium gadium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


576204 Bacteria_16S 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


576204 Bacteria_16S 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


576204 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


576204 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


576204 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


576204 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


576204 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


576204 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


576204 Bacteria_16S 


strain HKI0088 16 
Actinobacteria; A 


576204 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


576204 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


576204 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


576204 Bacteria_16S 


cellulans strain 
cellulans Bacteri 
Promicromonospora 


576204 Bacteria_16S 


ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 


576204 Bacteria_16S 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


576204 Bacteria_16S 


strain 55134 16S 
Actinobacteria; A 


576204 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


576204 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


strain McClung 20 
Bacteria; Firmicu 


A strain ELTDK 10 
Bacteria; Firmicu 


XILO1 16S ribosom 
Actinobacteridae; 


tes; 
576204 Bacteria_16S 


tes; 
576204 Bacteria_16S 


tes; 
576204 Bacteria_16S 


3616696 3616660 31 67 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3636114 3636078 31 
16S ribosomal RNA, pa 
acteria; Actinobacteri 


67 gi 
rtial sequence 
dae; Actinomycet 


4030965 4030929 31 
27 16S ribosomal RNA, 
acteria; Actinobacteri 


67 gi 
partial sequence 
dae; Actinomycet 
4032515 4032479 31 67 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034069 4034033 31 67 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 
4038556 4038520 31 
LTA-388 16S ribosomal 
ia; Actinobacteria; Ac 
Mycobacterium. 
4041547 4041511 31 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4170833 4170797 31 67 

S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
65254 65227 42 


67 gi 
RNA, partial se 
tinobacteridae; 


67 gi 


gi 


Vagococcu 
69 gi 


acteria; Actinobacteridae; Actinomycet 


118401 118374 42 69 gi 
DSM 43879 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
ceae; Cellulosimicrobium. 

133652 133625 42 69 gi 
n NC 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


135106 135079 42 69 gi 
in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

144198 144171 42 69 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
164033 163982 16 67 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
180712 180657 14 69 gi 
ain CG 16S ribosomal RNA, partial sequ 
Clostridia; Clostridiales; Clostr 
208497 208442 14 69 gi 
04 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Clostr 
313448 313393 14 69 gi 
3 16S ribosomal RNA, partial sequence 

Clostridia; Clostridiales; Clostr 
376813 376786 42 69 gi 
al RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 


gi 


576204 Bacteria_16S 


4041510 40429 


4170715 41722 


144082 14559 


219846494 
ce 36165 
ales; Cory 
219846481 
36360 
ales; Cory 
219846202 
40308 
ales; Glyc 
219846201 
40324 
ales; Glyc 
219846200 
rtial sequ 
e; 


219846197 
quence 
Actinomyce 


219846195 


219846099 


s. 
265679020 


S ribosomal RNA, partial sequence 65168 66643 
ctinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 

83202 83175 42 69 gi| 265679007 |ref|NR_029315.1 
somal RNA, partial sequence 83062 84529 Anaerofilum agile Bac 
ridiales; Ruminococcaceae; Anaerofilum. 

93812 93761 16 67 gi|265679000|ref|NR_029308.1 
bosomal RNA, complete sequence 93645 95214 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

103060 103033 40 67 gi|265678994|ref|NR_029302.1 
21 16S ribosomal RNA, partial sequence 102976 104435 Tsuka 


ales; Cory 
265678983 
equence 

ctinomycet 


265678973 
ce 13354 
ales; Micr 


265678972 
1 sequence 
Actinomy 


265678966 


ococcineae 
265678953 
sequence 
Lactobaci 
265678942 
ence 18057 
idiaceae; 
265678923 
20835 
idiaceae; 
265678851 
31331 
idiaceae; 
265678803 


376697 378215 Agromyces 
eae; 


obacteriac 


389009 388982 42 69 gi 


265678795 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 


66 3618027 Mycob 
neba 


02 3637503 Mycob 
neba 


56 4032350 Glyco: 
omyc 


01 4033899 Glyco 
omyc 


ence 
Actinomycet 


tale 


neba 


ales; 


6 135015 Arthr 
ococ 


ceta 


llac 


4 182073 Clost 
Clos 


5 209857 Clost 
Clos 


5 314767 Clost 
Clos 


ref|NR_026086.1 


cterineae; 
ref |NR_026073.1 
cterineae; 
ref 


NR_025792.1 


ineae; Glyc 
ref|NR_025791.1 
ineae; Glyco: 
NR_025790.1 

403395 


ref 


ref |NR_025787.1 
4038441 403994 
s; Corynebac 


ref|NR_025785.1 


ref 


NR_025689.1 


ref|NR_029328.1 


a 
Mycobacteriaceae; 


a 
Mycobacteriaceae; 


Mycobacterium 
cterium komossense 


Mycobacterium duvalii 
cterium duvalii 


Glycomyces algeriensis 


myces algeriensis 
fo) 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


myces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


ales; Glycomycineae; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


cterineae; T 


ref|NR_029291.1 
18321 119772 
Micrococci 


R 


v 


ref|NR_029281.1 
° 
cineae; Micr 
ref |NR_029280.1 

135066 136444 
les; Actinom 


ref |NR_029274.1 


Jonesiaceae; J 
NR_029261.1 
163866 165437 
eae; Lactoba 
NR_029250.1 
sa 


ref 


tridium. 
NR_029231.1 
xr 


ref 


tridium. 
NR_029157.1 
xr 


ref 


tridium. 
NR_029108.1 
ulmi Bacter 
Agromyces. 


ref 


; Bogoriella. 


Anaerofilum agile 
teria; Firmicutes; 


Lactobacillus lindneri 
lindneri Bacteria; 


Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 


Cellulosimicrobium 
Cellulosimicrobium 
neae; 


Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Actinomyces 
Actinomyces 


ycineae; 


Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Lactobacillus 
Lactobacillus 
cillus. 

Clostridium 

idium proteolyticum 


Clostridium sporogenes 
idium sporogenes 


Clostridium botulinum 
idium botulinum A 


Agromyces ulmi strain 
ia; Actinobacteria; 


ref|NR_029100.1 
388894 390431 


Myceligenerans 
Myceligenerans 


xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonosporaceae; Myceligenerans. 
576204 Bacteria_16S 401351 401324 42 
subsp. nitratus strain IMET 11532, 


Microbacteriaceae; Agromyces. 
576204 Bacteria_16S 472165 472138 40 
strain S-5623 16S 
Firmicutes; Lactobacillales; Weissella. 
576204 Bacteria_16S 489037 489010 42 
strain QH3A7 16S ribosomal RNA, 


576204 Bacteria_16S 493700 493673 42 


69 


67 


ribosomal RNA, partial sequence 


69 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


69 


gi 


16S ribosomal RNA, p 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actin 


gi 


gi 


gi 


265678787 


265678736 


472041 47353 


265678725 


488917 49045 
ococcineae; 


265678722 


kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 


kerguelensis Bacteria; Actinobacteria; Actinobacteridae 


Arthrobacter. 


576204 Bacteria_16S 495205 495178 42 


69 


gi 


265678721 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 


gangotriensis Bacteria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 
576204 Bacteria_16S 551758 551731 40 


aquilae strain S-613 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


576204 Bacteria_16S 563974 563947 42 


67 


69 


strain LV3 16S ribosomal RNA, partial sequence 


576204 Bacteria_16S 
strain V2-BIII-A2 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; 
576204 Bacteria_16S 610675 610624 
mindensis strain 
mindensis Bacteria; 
576204 Bacteria_16S 
strain CMS90 16S 


584972 584933 31 


16 


Firmicutes; 
645896 645869 42 


576204 Bacteria_16S 
strain WoG13 16S 
Firmicutes; Clostridia; 
576204 Bacteria_16S 


665380 665329 20 


Clostridiales; 
674414 674387 42 


TMW 1.80 16S ribosomal RNA, 


70 


67 


gi 


gi 


563902 56532 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


partial sequence 
Bacillus. 


gi 


265678684 


265678676 


265678662 


265678644 


complete sequence 


Lactobacillales; 


69 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


FL 


ribosomal RNA, partial sequence 


69 


strain W16 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 683418 683359 14 


73 


strain CK74 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
576204 Bacteria_16S 
botniense strain 


Clostridiales; 
713455 713428 40 


Mycobacterium. 


576204 Bacteria_16S 755374 755347 42 


67 


69 


VKM Ac-1800 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 884820 884793 42 


69 


Lactob 


gi 


645783 647259 Arthrobacter 
ococcineae; 


gi 


665236 66673 
Syntrophomonadaceae; 


gi 


674316 675810 Dermatophilus 
ococcineae; 


gi 


683287 68472 


Clostridiaceae; Clostridium. 


gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


265678620 


265678605 


265678599 


265678593 


265678573 


265678542 


755262 75674 


gi 


strain VKM Ac-1799 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Rathayibacter. 


576204 Bacteria_16S 886358 886331 42 


69 


gi 


strain VKM Ac-1804 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 910918 910891 42 


69 


VKM Ac-1401 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 
yabuuchiae strain 
Bacteria; 
576204 Bacteria_16S 


1067317 1067279 31 


1101700 1101673 42 


strain 14 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


576204 Bacteria_16S 1133560 1133533 40 


70 


69 


67 


gi 


265678454 


265678453 
88624 


265678437 


910794 91228 


gi 


gi 


265678332 


Al-18 16S ribosomal RNA, partial sequence 10672 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


265678308 


1101592 11031 


gi 


253680767 


sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 


sphenisci Bacteria; 


Corynebacteriaceae; Corynebacterium. 


artial sequence 
obacteridae; Actinomycetales; Micrococcineae; 


; Actinomycetales; 


e; Actinomycetales; 


ococcineae; 


acillaceae; Lactobacillus. 


713359 714869 Mycoba 
Corynebacterineae; Mycobacteriaceae; 


884701 886196 Rathay 
Micrococcineae; Micr 


ococcineae; 


ref|NR_029092.1 


ref|NR_029041.1 


ref|NR_029030.1 


NR_029027.1 
493586 495067 


ref|NR_029026.1 
495118 496571 


ref|NR_028989.1 


ref|NR_028981.1 


ref |NR_028967.1 


ref|NR_028949.1 


10536 612079 


a 


ref |NR_028925.1 


ref|NR_028910.1 


ref|NR_028904.1 


ref|NR_028898.1 


ref |NR_028878.1 


ref |NR_028846.1 
Microbacteriac 
ref |NR_028756.1 


ref|NR_028755.1 
7 887732 Agreia 
Microbacteriac 
ref |NR_028739.1 


ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref|NR_028610.1 


Microbacteriac 
ref|NR_028015.1 


401266 


Agromyces cerinus 
402730 Agromyces 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 
Jonesiaceae; Jonesia. 


Arthrobacter 
Arthrobacter 


Micrococcineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


Micrococcineae; 


Corynebacterium 


551703 553077 Corynebacterium aquilae 
Corynebacterineae; Corynebacteriaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 
Microbacteriaceae; 


Rhodoglobus. 
Bacillus barbaricus 


584888 586308 Bacillus barbaricus Bacteria; 


Lactobacillus 
Lactobacillus 


Arthrobacter roseus 


roseus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Pelospora glutarica 


5 Pelospora glutarica Bacteria; 
Pelospora. 


Dermatophilus chelonae 
chelonae Bacteria; 


Dermatophilaceae; Dermatophilus. 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Mycobacterium 
cterium botniense 


Agromyces albus strain 


7 Agromyces albus Bacteria; 
ococcineae; 


eae; Agromyces. 
Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 
ococcineae; Microbacteriac 


eae; Leifsonia. 
Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 


1133500 113488 


Corynebacterium 
1 Corynebacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


576204 Bacteria_16S 1138123 1138096 42 69 gi|253680764|ref|NR_028012.1 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

576204 Bacteria_16S 1216783 1216756 42 69 gi| 219878473 |ref|NR_025612.1 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
576204 Bacteria_16S 1221252 1221225 42 69 gi| 219878356 |ref|NR_025495.1 


strain Se-3111 16 


strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 


576204 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


576204 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


576204 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


576204 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


576204 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
576204 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; A 


576204 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


576204 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


576204 Bacteria_16S 


strain DSM 12798 
Actinobacteria; A 


576204 Bacteria_16S 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


576204 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


576204 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


576204 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


576204 Bacteria_16S 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


576204 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


S ribosomal RNA, partial sequence 
oc 
1249995 1249968 40 67 gi 
16S ribosomal RNA, partial sequence 


rthrobacter. 

1508824 1508773 16 67 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1510379 1510352 40 67 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1604417 1604390 42 69 gi 


A, 
ac 


e 
oc 


ctinobacteridae; Actinomycetales; Micr 
1605958 1605931 42 69 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


oc 


qu 


v 


1625468 1625441 42 69 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Arsenicicoccus. 

1735223 1735196 42 69 gi 
ain R10176 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1738257 1738230 42 69 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1759698 1759671 42 69 gi 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


s 
Ac 


se 
e; 


al 


’ 


ue 
in 


1761219 1761192 42 69 gi 
LMG 20336 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


576204 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 


1762740 1762713 42 69 


gi 


1221167 12226 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 219857412 


219846290 


219846273 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 


219878472 


219878459 


219878384 


219878382 


219878365 


219878364 


219878363 


occineae; Beutenbergiac 
ref|NR_025000.1 


1249918 1251238 Mycob 


ref 
seq 


NR_025880.1 
uence 150868 
Lactobacillacea 
ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref|NR_025613.1 
05 Arthrobacter 
; Micrococcaceae 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


partial 
illales; 


sequence 
caceae; 
occineae 


ence 
Actinomy 


ref|NR_025598.1 
1625384 162685 
tales; Micrococc 


equence 
tinomyce 


ref|NR_025523.1 
quence 1735130 173662 
Actinomycetales; Actino 


ref|NR_025521.1 
e 1738160 173968 
cetales; Actinom 


sequenc 
Actinomy 


ref|NR_025504.1 
1759669 176107 
Micrococcine 


nce 
omycetales; 
ref|NR_025503.1 
1761124 176259 
ales; Micrococci 


uence 
inomycet 


, 


ref 


NR_025502.1 
176264 


a 


Leifsonia rubra strain 
ria; Actinobacteria; 


Arthrobacter bergerei 


bergerei Bacteria; 


v 


Arthrobacter. 
Salana multivorans 


13 Salana multivorans Bacteria; 
e 


ae; Salana. 
Mycobacterium kubicae 
cterium kubicae 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
1287584 1287557 40 67 gi|219846052|ref|NR_025642.1| Weissella soli strain 
1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Weissella. 

1327139 1327088 16 67 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
train CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
osus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1345487 1345460 42 69 gi|228720938|ref|NR_027599.1| Brachybacterium 
M 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
tinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 

1401204 1401177 42 69 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
33 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Leifsonia. 

1420762 1420735 42 69 gi|224581444|ref|NR_027226.1| Arthrobacter 
strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

1452995 1452968 42 69 gi|224581418|ref|NR_027199.1| Arthrobacter 
strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 
ycineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; 


Brachybacterium. 


TGACGAGTGGCGGACGGGTGAGTAATGCTTGGGNATCTGTCTTATGGAGGGGGATAACGACGGGAAACTGTCGCTAATACCGCGTAGAATCGGGAGATGAAAGTG 
TGGGACCTTCGGGCCACATGCCATAGAATGAGCCCAAGTGTGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCGCTAGCTGGTCTGAGAGGATG 
GCCAGCCACACCGGGACTGAGACACGGCCCNGNCTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCCATGCCGCGTGAATG 
AAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTTGGTGTGTTAATAGCATGCCAAATTGACGTTAAATACAGAAGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGTAGGCGGACCTTTAAGTGAGGTGTGAAATCCCCGGGCTT 
AACCTGGGNATTGCATTTCATACTGGGGGTCTGGAGTACTTTAGGGAGGGNTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGG 
CGAAGGCAGCCCCTTGGGGATGTACTGACGCTGATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGGTGTCGATTTGG 
GGATTGGGGTTTAGCCCTGGTGCCCGAAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCGAAGAAGAACTCAGAGATGGGTTTGTGCCTTAGGGAGCTTTGA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTNAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGACTTGGTCGGGAAC 
TCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGA 
GGGTAACCAACCAGCGATGGGGAGTGAATCTCAGAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAA 
TCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGAGAGGGGGGCGT 
TTACCACGGTATGATTCANGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCCTAACACATGCAAGTCAAAGGAAAGCGCCT 
TCGGGTGCGAGTACTTGGCGCAAGGGTGAGTAAGGTATAGGTAAGTTGCCTACAGGACCGGCATAACCCCGAGAAATCGGGGACAATACCGGATGATGCAGCGGA 
ACCGCATGGTTATGTTGTTAAATCAGGAATGGCCTGTAGATAAGCCTATATTCCATCAGGTAGTTGGCGGGGTAACGGCCCACCAAGCCTACGACGGATAGCTGG 
TCTGAGAGGATGATCAGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCAAC 
GCCGCGTGGATGATGAAGTCCTTCGGGATGTAAAGTCCTTTTGCAGAGGAAGAACATGCTGGTTTACCGGCAGTGACGGTACTCTGCGAATAAGCCACGGCTAAC 
TCTGTGCCAGCAGCCGCGGTGATACAGGGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGAATAATAAGTCGGGGGTTAAATCCATGT 
GCTTAACACATGACATGCTTCCGATACTGTTATTCTAGAGTGTCGAAGAGGAAGATGGAATTTCCGGTGTAACGGTGGAATGTGTAGATATCGGAAAGAACACCA 
GTGGCGAAGGCAGTCTTCTGGTCGACAACTGACGCTCAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATAC 
TAGATGTTGGTCATTCGTGATCAGTGTCGAAGCTAACGCGTTAAGTATTCCACCTGGGAAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCAC 
ACAAGCGGTGGATCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCCGGGCTTGAAAGGCTGGCTAAACCTCCTGAAAGGGAGGGTTCTTCGGGGAGCCA 
GTACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACAATTAGTTGCTAGCAGGTAAAGCTGAGG 
ACTCTAATTGAACTGCCTACGCAAGTAGAGAGGAAGGAGGGGATGACGTCAAGTCCTCATGGCCCTTACGTCCGGGGCTACACACGTGATACAATGGTAACTACA 
GAGGGCAAAGCCGCGAGGCAGAGGAAATCCCTTAAAAGTTATCCTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCAGAT 
CAGCATGCTGCGGTGAATGTGTTCCTGGGCCTTGTACACACCGCCCGTCAAGTCATGGAAGTTGGGAGTACCCGAAGACGCGTATGCGTTTAAGGTAAGACCAGT 
AACTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNATTATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTCTAGCTTGCTAGAAGTGGATTA 
GTGGCGCACGGGTGAGTAACGCATAGGTTATGTGCCCCATAGTCTGGGATAGCCACTGGAAACGGTGATTAATACTGGATACTCCCTACGGGGGAAAGTTTTTCG 
CTATGGGATCAGCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGATCGGACACACTGGAACTGA 
GACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTA 
AACTCCTTTTCTAAGAGAAGATAATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAA 
TCACTGGGCGTAAAGAGCGCGTAGGCGGAGTAATAAGTCAGATGTGAAATCCTGTAGCTTAACTACAGAACTGCATTTGAAACTGTTATTCTAGAGTGTGGGAGA 
GGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTACTGGAACATTACTGACGCTGATGCGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTTGGGGTGCTTGTCACTCCAGTAATGCAGTTAACACATTAAGC 
ATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCTACGCGAAGAACC 
TTACCTAGGCTTGACATTGATAGAATCTGCTAGAAATAGCGGAGTGTCTAGTTTACTAGACCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTTAGTTGCTAGCAGTTCGGCTGAGCACTCTAAGAAGACTGCCTTCGTAAGGAGGAGGAAGGTGAG 
GACGACGTTAAGTCATCATGGCCCTTACGCCTAGGGC TACACACGTGCTACAATGGGGTGCACAAAGAGACGCAATACCGCGAGGTGGAGCAAATCTCAAAAACA 
TCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAGCCATGTCACGGTGAATACGTTCCCGGGTCTTGTACT 
CACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGCCGGGATGCTAAATTGGCTACCGTCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTA 
ACCGTAGGTGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGTTTGGAGAGTTTGATCCTGGCTCAGGACGAACGCTG 
GCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCTTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTCTGGGATAA 
GCCTGGGAAACTGGGTCTAATACCGGATAGGACCATGGGATGCATGTTCTGTGGTGGAAAGCTTTTGCGGTGTATGGCCCGCGGCCTATCAGCTTGTTGGTGGGG 
TGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTATCGGCGAAGCTCCGTNGTTTTCTGCG 
GGGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCG 
TAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTACTGTAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTTAGGGATCCGTGCCGTASSTAACGCATTAAGTACCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACAT 
GCACAGGACGCCGGCAGAGATGTCGGNTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCC 
CCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTTTAGCGAATCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGT 
CTGCAACTCGACCCCGTGAAGTCGGANTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTNAATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGATTAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAATGGTAGTAGCAATACAAACCATGGCGAACGGGTGA 
GTAACACGTAGGCAACCTGTCTTTAAGACGAGGATAACCGTTGGAAACGACGGATAATACTGGATAGGACATCACAAAGGGCATCCTTAGATGTTTAAAGGTTAT 
TATGCCACTTAGAGAGGGGCCTGCGGCGCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGATGATGCGTAGCCGGACTGAGAGGTTGAACGGCCACAATG 
GAACTGAGAACGGTCCATACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGCAAGCCTGACCGAGCAACGCCGCGTGAACGAAGAAGTTATTCGT 
AATGTAAAGTTCTTTTATCTGGGAAGAAAAAACAAATTGACTGTACCAGATGAATAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCNA 
GCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGCAGATGGCACATTAAGTTTCTTGTAAAAATGCTGGGCTCAACCCAGTAGAGCAAGAGATACTGATGAGCTA 
GAGTACGAGAGAGGCAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGCAGAACACCAGTGGCGAAGGCGGCTTGCTAGCTCGATACTGACATTG 
AGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAGTACTAAGTGCTGGGAGGAATCTCGGTGCTGAAGTTAACGC 
ATTAAGTACTCCGCCTGAGTAGTACGTACGCAAGTATGAAACTTAAAGGAATTGACGGGAGCCNGCACAAGCGGTGGAGCATGTTGTTTAATTCGACGNTACGCG 
AAGAACCTTACCAGGTCTTGACATCCTCTGCGAAGCTATAGAGATATAGTGGAGGTTAGCAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATATCTAGTTACCATCATTCAGTTGGGGACTCTAGATAGACTGCCATTGATAAAATGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCTATATGACCTGGGCTACAAACGTGCTACAATGGCTGAAACAAAGAGAAGCGAAGCGGTGACGTGGAGCTAACCTCATAAAAGCA 
GTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCTCGGGCTTTGTACACA 
CCGCCCGTCAAACCATGAGAGTTTGTAATACCCGAAGCCGGTGGCCTAACCGCAAGGAAGGAGCCGTCTAAGGTAGGACAGATGATTGGGGNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTCGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAA 
GTACTTGTACTTAGCGGCGAATGGGTGAGTAACACGTACTCAACGTACCCTTCAGATTGGCATAGCGGTTGGAAACAACCGATAATTCCAAATACTCGTTTTTAT 
CGCATGATAATTACGTAAAAGACGCCTTTAAAGCGTCGCTGGAGGAGCGGGGTGCGCAACATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCAATGATGTTT 


576204 Bacteria_16S 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
576204 Bacteria_16S 


antarcticus strain CMS 26o0r 16S ribosomal RNA, partial 
Firmicutes; 


antarcticus Bacteria; 
576204 Bacteria_16S 
flaccumfaciens pv. 


Actinomycetales; 
576204 Bacteria_16S 
strain P 297/02 1 


576204 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
576204 Bacteria_16S 
strain P 229/10 1 


576204 Bacteria_16S 
strain M577-94 16 
Firmicutes; 
576204 Bacteria_16S 
strain DSM 11713 
Firmicutes; Bacil 
576204 Bacteria_16S 


psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 
psychrotolerans Bacteria; 


576204 Bacteria_16S 
humiphilum strain 


Intrasporangiaceae; 
576204 Bacteria_16S 


marimammalium strain CCUG 41710 16S ribosomal RNA, partia 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
576204 Bacteria_16S 


paucivorans strain CF 62 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 


Brevibacteriaceae; 
576204 Bacteria_16S 
strain CCUG 41706 


576204 Bacteria_16S 
strain CF-25 16S 


576204 Bacteria_16S 


Lactobacillales; 


1798819 1798792 42 


1808090 1808051 31 


1811133 1811106 42 


1818811 1818784 42 


1820335 1820308 42 


1821868 1821841 42 


1843316 1843265 16 


1890619 1890580 31 


Bacillaceae; 
1892140 1892101 31 


Firmicutes; 
1899884 1899857 42 


1909960 1909933 42 


1937453 1937426 42 


1951266 1951239 42 


1957172 1957145 42 


1972230 1972171 14 


Bacillales; 


69 


Actinomycetales; 
70 gi|219878330|ref|NR_025469.1 
sequence 1807983 180946 
Planococcaceae; Planococcus. 
69 gi| 219878328 |ref|NR_025467.1 


Micrococcineae; Microbacteriaceae; 


69 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


69 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


69 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


16S ribosomal RNA, partial sequence 1890504 18919 
lales; 


DSM 12362 16S ribosomal RNA, partial 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; 
Ornithinimicrobium. 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


strain CK58 16S ribosomal RNA, partial sequence 


Firmicutes; 
576204 Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


576204 Bacteria_16S 
strain TF-9 16S r 
Firmicutes; Bacil 
576204 Bacteria_16S 


pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 
pleistocenium Bacteria; 


576204 Bacteria_16S 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
576204 Bacteria_16S 
strain YIM 21741 


576204 Bacteria_16S 


Clostridia; 


Clostridiales; 
2065609 2065582 42 


2114450 2114411 31 


Planococcaceae; 
2168953 2168902 16 


Firmicutes; 
2182569 2182542 42 


2227982 2227955 42 


2305630 2305603 40 


ibosomal RNA, partial sequence 
lales; 


Planococcus. 
67 


Lactobacillales; 


69 


69 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


67 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 


strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 


Tsukamurellaceae; 
576204 Bacteria_16S 


2346401 2346374 42 


69 


gi| 219878336 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


gi|219878323 


gi| 219878322 


gi|219878321 


2114343 21158 


gi|219857622 
Carnobacteri 
gi|219857611 


gi|219857580 


gi| 219857525 
complete sequ 
Actinomy 


ref 


ref 


ref 
les; 


ref 


67 gi|219878306|ref|NR_025445.1 
1843183 18446 
Isobaculum. 
70 gi|219878270|ref|NR_025409.1 
Bacillus. 
70 gi|219878269|ref|NR_025408.1 
189204 
Bacillales; Bacillaceae; Bacillus. 

69 gi| 219878263 |ref|NR_025402.1 
sequence 1899804 190110 
Actinomycetales; Micrococc 

69 gi| 219878256 |ref|NR_025395.1 

1 sequence 1909867 191128 
Actinomycetales; 
69 gi|219878236|ref|NR_025375.1 
1937348 193875 
Actinomycetales; Micrococ 
69 gi| 219878227 |ref|NR_025366.1 
1951163 1952590 Actino: 
; Actinomycetace 
69 gi| 219878223 |ref|NR_025362.1 
1957067 1958565 Arthrobacter 
; Micrococcaceae 
73 gi| 219878213 |ref|NR_025352.1 
1972100 19735 
Clostridiaceae; Clostridium. 
69 gi|219878146|ref|NR_025285.1 
2065512 2067008 Microc 
Micrococcineae; Micr 
70 gi| 219857658 |ref|NR_025247.1 


ref 
2 

acea 

ref 


ND 


ref 


ref 
ence 
ceta 


gi|219857496 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


1798724 18001 
Micrococcineae; Micrococcaceae; 


91 Plantibacter 


1820242 18217 
Micrococcineae; Microbacteriaceae; 


168820 21703 


182453 21838 
Actinomycet 


NR_025475.1 


NR_025462.1 


NR_025461.1 
2 


NR_025460.1 


NR_025211.1 
0 
e; Carnobact 
NR_025200.1 
7 
ales; Actino 


NR_025168.1 


NR_025113.1 
230551 


les; Coryneb 


ref 


6 


partial sequence 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Curtobacterium. 


Arthrobacter 
8 Arthrobacter 


Planococcus 

1 Planococcus 
Curtobacterium 

1811040 1812516 


Plantibacter flavus 


flavus Bacteria; 


Plantibacter. 
Curtobacterium 
4 Curtobacterium 


Agreia pratensis 


50 Agreia pratensis Bacteria; 
crobacteriaceae; Agreia. 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Actinomyces 
2 Actinomyces 


Actinomycineae; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Clostridium akagii 


91 Clostridium akagii Bacteria; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Carnobacterium 
5 Carnobacterium 
erium. 
Actinomyces 

7 Actinomyces 
mycineae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 
; Microbacteriac 


eae; Agromyces. 
Tsukamurella 

7 2307028 Tsukamurella 
acterineae; 


NR_025084.1 


Arthrobacter 


2346319 2347775 Arthrobacter 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 


576204 Bacteria_16S 2347909 2347882 42 69 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

576204 Bacteria_16S 2360085 2360058 42 69 gi|219857487|ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
576204 Bacteria_16S 2361609 2361582 42 69 gi| 219857486 |ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
576204 Bacteria_16S 2443698 2443659 31 70 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

576204 Bacteria_16S 2454413 2454386 42 69 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

576204 Bacteria_16S 2516206 2516179 42 69 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

576204 Bacteria_16S 2592063 2592036 40 67 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

576204 Bacteria_16S 2621303 2621264 31 70 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

576204 Bacteria_16S 2633469 2633430 31 70 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

576204 Bacteria_16S 2747633 2747606 42 69 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al1-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

576204 Bacteria_16S 2838070 2838043 42 69 gi|219856898|ref|NR_024717.1| Agromyces bracchium 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

576204 Bacteria_16S 2839631 2839604 42 69 gi|219856897|ref|NR_024716.1| Agromyces luteolus 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

576204 Bacteria_16S 2893648 2893621 42 69 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

576204 Bacteria_16S 2895143 2895116 42 69 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

576204 Bacteria_16S 2896637 2896610 42 69 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

576204 Bacteria_16S 2945281 2945230 16 67 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

576204 Bacteria_16S 3006081 3006054 42 69 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
576204 Bacteria_16S 3098230 3098203 42 69 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

576204 Bacteria_16S 3099703 3099676 40 67 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Lactobacillales; Aerococcaceae; Facklamia. 

576204 Bacteria_16S 3132672 3132645 42 69 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

576204 Bacteria_16S 3164575 3164524 16 67 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

576204 Bacteria_16S 3314672 3314645 40 67 gi|219846710|ref|NR_026302.1| Spirochaeta africana 


strain Z-7692 16S ribosomal RNA, partial sequence 


Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 


3314589 3316062 Spirochaeta africana Bacteria; 


576204 Bacteria_16S 


strain DSM 44140 


576204 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


576204 Bacteria_16S 


strain DSM 7083 1 


576204 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


576204 Bacteria_16S 


strain DSM 20167 


576204 Bacteria_16S 


strain DSM 20119 


576204 Bacteria_16S 


strain DSM 20138 


576204 Bacteria_16S 


histidinolovorans 
histidinolovorans 


3320769 3320742 40 67 gi 


219846705 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


3354249 3354222 42 69 gi 
rain CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 

3355809 3355782 42 


69 gi 


nebacterin 
219846680 
ete sequen 
ae; Actino 


v 


219846679 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3358936 3358909 42 69 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3399840 3399813 42 


69 gi 


ococcineae 
219846677 
sequence 

Actinomy 


, 


219846645 


16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3401365 3401338 42 69 gi 


ococcineae 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3402904 3402877 42 69 gi 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3404437 3404410 42 69 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


576204 Bacteria_16S 


strain DSM 20116 


576204 Bacteria_16S 


strain CIP 103259 


3405961 3405934 42 69 gi 


ococcineae 
219846642 
artial seq 
ridae; Act 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3413542 3413515 42 69 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


576204 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


576204 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


576204 Bacteria_16S 


strain DSM 20315 


576204 Bacteria_16S 


strain DSM 20550 


576204 Bacteria_16S 


protophormiae str 
protophormiae Bac 


3431271 3431244 40 67 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

3432722 3432695 40 67 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3452248 3452221 42 


69 gi 


ococcineae 
219846635 
34134 
nomycineae 
219846623 
sequence 
Actinomyce 


219846621 
ence 34326 


ales; Cory 


219846608 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3455291 3455264 42 69 gi 


ococcineae 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3458326 3458299 42 69 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


576204 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


3459846 3459819 42 69 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


Micrococcaceae; Arthrobacter. 


576204 Bacteria_16S 


strain DSM 20546 


576204 Bacteria_16S 


polychromogenes s 
polychromogenes B 


3461367 3461340 42 69 gi 


ococcineae 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino 


, 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3462889 3462862 42 69 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


576204 Bacteria_16S 


strain DSM 20545 


576204 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


3464413 3464386 42 69 gi 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3465936 3465909 42 69 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


576204 Bacteria_16S 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 


3467458 3467431 42 69 gi 


ococcineae 
219846598 

sequence 

Actinomyce 


219846597 


Actinomycet 


ref |NR_026297.1 
44 Gordonia hirs 
eae; Gordoniace 
ref |NR_026272.1 
ce 3354134 33556 
mycetales; Micr 


ref |NR_026271.1 


; Dermabacterac 
ref |NR_026269.1 

3358821 33603 
cetales; Microc 


ref |NR_026237.1 
13 Arthrobacter 
; Micrococcacea 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcacea 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcacea 
ref |NR_026234.1 
uence 34043 
inomycetales; M 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcacea 
ref |NR_026227.1 
73 3414913 Actin 
; Actinomycetac 
ref|NR_026215.1 

3431175 34325 
tales; Coryneba 


ref |NR_026213.1 
26 3433942 Coryn 
nebacterineae; 


ref|NR_026200.1 
11 Micrococcus 1 
; Micrococcacea 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcacea 
ref|NR_026195.1 
e 3458220 34596 
ales; Micro 


ref|NR_026194.1 
e 3459743 34612 
mycetales; Micr 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcacea 
ref |NR_026192.1 
nce 34627 
omycetales; Mic 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcacea 
ref |NR_026190.1 

3465830 34673 
tales; Micrococ 


ref|NR_026189.1 


a 


4 
° 


3 
° 


e 


e 


e 


3 
i 


e 


O: 
e 


7 


Cc 


2 
Cc 


e 


e: 


9 
c 


1 
° 


e 


8 
xr 


e 


0 
c 


Gordonia hirsuta 

uta Bacteria; 

e; Gordonia. 
Brachybacterium 

5 Brachybacterium 

coccineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 
e 


ae; Dermabacter. 

Brachybacterium 
2 Brachybacterium 
ccineae; 


Arthrobacter sulfureus 
sulfureus Bacteria; 
Arthrobacter. 
Arthrobacter oxydans 
oxydans Bacteria; 
Arthrobacter. 
Arthrobacter ilicis 
ilicis Bacteria; 
Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


v 


, 


v 


Arthrobacter aurescens 
aurescens Bacteria; 
Arthrobacter. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Corynebacterium 
5 Corynebacterium 
terineae; 


, 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Micrococcus lylae 
ylae Bacteria; 
Micrococcus. 
Arthrobacter agilis 
agilis Bacteria; 
Arthrobacter. 
Arthrobacter 

2 Arthrobacter 
occineae; 


’ 


v 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 
ramosus Bacteria; 
Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


’ 


Arthrobacter pascens 
pascens Bacteria; 
Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


, 


Arthrobacter 


3467352 3468823 Arthrobacter 


crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


576204 Bacteria_16S 


strain DSM 20133 


3468982 3468955 42 69 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


576204 Bacteria_16S 


strain NCTC 11636 


3470502 3470475 42 69 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3481045 3481018 42 69 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


576204 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


576204 Bacteria_16S 


strain DSM 43045 


3493373 3493346 40 67 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3503718 3503691 42 


69 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
576204 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
576204 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
576204 Bacteria_16S 


strain DSM 20528 


3512853 3512826 42 
6S ribos 


69 gi 
teridae; Actinomycetales; Micr 
3514377 3514350 42 69 gi 
6S ribos 
teridae; Actinomycetales; Micr 
3515898 3515871 42 69 gi 
16S ribo 
teridae; Actinomycetales; Micr 
3517420 3517393 42 69 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


576204 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


576204 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


576204 Bacteria_16S 


strain CA15-8 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
576204 Bacteria_16S 


strain C3H-21 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
576204 Bacteria_16S 15098 15068 34 64 gi| 265679053 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequenc 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospir 
576204 Bacteria_16S 48470 48432 31 69 gi| 265679031 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
576204 Bacteria_16S 245289 245251 31 69 gi| 265678898 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Rhodococcus. 
576204 Bacteria_16S 302626 302600 43 69 gi| 265678858 
strain B-3 16S ribosomal RNA, partial sequence 302503 30397 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
576204 Bacteria_16S 379858 379832 31 57 gi| 265678801 
delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, parti 
Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; 
Lactobacillus. 
576204 Bacteria_16S 525731 525693 31 69 gi| 265678701 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxyb 
576204 Bacteria_16S 531787 531749 31 69 gi| 265678697 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 53318 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
576204 Bacteria_16S 592520 592483 31 69 gi| 265678657 


hassiacum strain W-51 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


3599988 3599961 42 69 gi 
bacillales; Carnobacteriaceae; Dolosig 
3721043 3721016 40 67 gi 
3849 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


3929958 3929919 31 70 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
4199656 4199629 42 69 gi 
ribosomal RNA, partial sequence 
Micr 
4243570 4243543 42 69 gi 
ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; Sphingom 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 
219846595 
sequence 

Actinomyc 


219846588 
34809 
nomycineae 
219846580 
sequence 
Actinomyce 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


ococcineae 
219846567 


omal RNA, partial sequence 3512760 35142 
occineae; 


oc 


219846566 


omal RNA, partial sequence 3514284 35157 


ococcineae 
219846565 


somal RNA, partial sequence 3515805 35172 


occineae 
64 


oc 
2198465 


16S ribosomal RNA, partial sequence 3517327 35187 


ococcineae 
219846506 


6S ribosomal RNA, partial sequence 3599877 36013 


ranulum. 

219846420 
ce 37209 
ales; Cory 
219846274 
1 sequence 
caceae; Pl 
219846075 


4199561 42010 


ococcineae 
219722939 


4243475 42448 


onadales; 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref |NR_026187.1 

3470399 347186 
etales; Micrococ 


ref|NR_026180.1 
66 3482380 Actin 
; Actinomycetac 
ref|NR_026172.1 

3493260 349458 
tales; Pseudonoc 


O: 
e 


ref |NR_026165.1 


; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026156.1 


; Mi 
ref 


crobacteriac 
NR_026098.1 


ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


ref |NR_025864.1 
3929851 393132 
anomicrobium. 
ref|NR_025665.1 
31 Arthrobacter 
; Micrococcaceae 
ref|NR_024571.1 
Dermabacterace 
NR_029361.1 
e 15032 16427 
a. 
ref 


v 
ref 


NR_029339.1 
Actinobaculum 
Actinomycetace 
NR_029206.1 
245166 246646 
etales; Coryneba 


v 
ref 


ref|NR_029164.1 
eae. 
ref 

als 


NR_029106.1 
equence 


ref 

525601 52714 
acil 
ref 


NR_029006.1 
1 
lus. 
NR_029002.1 


ref |NR_028962.1 


Lactobacillales; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Thermocrispum 

8 Thermocrispum 

ardineae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 

Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Planomicrobium 
2 Planomicrobium 


Arthrobacter koreensis 


koreensis Bacteria; 


v 


Arthrobacter. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Leptospira interrogans 
Leptospira interrogans 


Actinobaculum schaalii 
schaalii Bacteria; 

ae; Actinobaculum. 
Rhodococcus 
Rhodococcus 

cterineae; Nocardiaceae; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Sphingomonadacea 


Novosphingobium 


592408 593892 Novosphingobium hassiacum 


e; Novosphingobium. 


576204 Bacteria_16S 
strain Uedal07 16 
Proteobacteria; G 
576204 Bacteria_16S 
strain ASpGl 16S ribosomal RNA, partial 
Spirochaetes; Spirochaetales; 
576204 Bacteria_16S 833557 833520 31 
subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 
576204 Bacteria_16S 835059 835022 31 
subsp. mobilis strain ATCC 10988 16S ri 
mobilis subsp. mobilis Bacteria; Proteo 
Sphingomonadaceae; Zymomonas. 

576204 Bacteria_16S 856082 856056 41 
gasicomitatum str 
gasicomitatum LMG 18811 Bacteria; 
576204 Bacteria_16S 
1139 16S ribosomal RNA, complete sequen 
Bacillales; Bacillaceae; Bacillus. 
576204 Bacteria_16S 1141188 1141151 31 
witflariensis str 
witflariensis Bac 
Sphingopyxis. 
576204 Bacteria_16S 
metallireducens s 


770614 770569 18 


792213 792163 14 


acteria; Proteobacteri 


1086658 1086620 31 


1244012 1243978 40 


metallireducens Bacteria; Firmicutes; Clostridia; Clostridiales; 
576204 Bacteria_16S 1296499 1296461 31 69 gi| 219857534 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 12978 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 1356100 1356062 31 69 gi|228720131 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiale 
576204 Bacteria_16S 1399691 1399654 31 69 gi| 228715353 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphin 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
576204 Bacteria_16S 1513257 1513219 31 69 gi| 219878119 
strain 34hsl 16S ribosomal RNA, partial sequence 1513128 15146 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 1554227 1554189 31 69 gi| 219857209 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 15541 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
576204 Bacteria_16S 1561647 1561609 31 69 gi| 219846143 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ano 
576204 Bacteria_16S 1585836 1585798 31 69 gi| 219878487 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 15872 
Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 1629993 1629955 31 69 gi| 219878456 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 1634657 1634619 31 69 gi| 219878453 


maitriensis strai 


Bacteria; Firmicutes; Bacillales; 


576204 Bacteria_16S 1636118 1636080 31 69 gi| 219878452 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacil 
Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 1637609 1637571 31 69 gi|219878451 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacil 
Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 1660529 1660495 37 71 gi| 219878434 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; P 
576204 Bacteria_16S 1680328 1680282 18 64 gi|219878421 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; Thermal 
576204 Bacteria_16S 1684852 1684814 31 69 gi|219878418 


strain 4-1 16S ri 
Firmicutes; Bacillales; 
576204 Bacteria_16S 


Bacillaceae; 
1689402 1689364 31 


rifietoensis strain M8 16S ribosomal RNA, partial sequence 
Planococcaceae; 


Bacteria; Firmicutes; Bacillales; 


Spirochaetaceae; 


ce 


64 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


gi 


770475 77198 


265678532 


ref |NR_028836.1 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


seudomonadaceae; Cellvibrio. 
64 gi| 265678517 |ref|NR_028820.1| Spirochaeta americana 
sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaeta. 
69 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 


69 


74 


bosomal RNA, partial sequence 
Bacillus. 


69 


train Barker I 16S ribosomal RNA, part 


ain TB1-10 16S ribosomal RNA, partial 
Firmicutes; 


ial sequen 

a; Alphaproteobacteria; Sp 

69 gi| 265678489 

bosomal RNA, partial seque 

bacteria; Alphaproteobacte 

67 gi| 265678474 
sequence 

Lactobacillales; Le 

69 gi| 265678318 


1086532 1088056 Bacil 


gi 


ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


train 853-15 16S ribosomal RNA, partia 


n S1 16S ribosomal RNA, partial sequen 


Planococcaceae; Planococcus. 


1684753 16861 


gi 


253680762 
quence 
eria; Sphi 
219857537 
1 sequence 


ce 16345 


ref 
lus 


NR_028620.1 
akibai Bacte 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_025122.1 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref|NR_025258.1 


ref |NR_024837.1 
24 1555535 Anoxyb 


ref|NR_025733.1 

1561538 156291 
xybacillus. 
ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025595.1 


ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025573.1 
1660434 166191 
aenisporosarcina 
ref|NR_025560.1 

1680196 168167 
Thermaceae; 
NR_025557.1 


es; 
ref 


219878414 


ref |NR_025553.1 


ce 833445 834896 Zymomonas mobilis 
hingomonadales; Sphingomonadaceae; 
ref|NR_028792.1| Zymomonas mobilis 
nce 834947 836398 Zymomonas 
ria; Sphingomonadales; 
ref|NR_028777.1] Leuconostoc 

855982 857475 Leuconostoc 
uconostoc. 


Bacillus akibai strain 
ria; Firmicutes; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


humi strain 
Firmicutes; 


Bacillus 
Bacteria; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Sporosarcina 
6 Paenisporosarcina 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 


1689286 1690816 Planococcus rifietoensis 
Planococcus. 


576204 Bacteria_16S 


decolorationis st 
decolorationis Ba 


576204 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


576204 Bacteria_16S 


strain LMG 17489 


1801896 1801858 31 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1853825 1853787 31 69 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; La 
1945116 1945078 31 
16S ribosomal RNA, par 


69 gi 


69 gi 


ctobacillales; Aer 


tial sequence 1945009 19464 


219878334|ref|NR_025473.1| Bacillus 

ial sequence 1801788 1803290 Bacillus 

aceae; Bacillus. 

219878298 |ref|NR_025437.1| Globicatella 

tial sequence 1853726 1855215 Globicatella 
ococcaceae; Globicatella. 

219878231|ref|NR_025370.1| Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 2070266 2070228 31 69 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

576204 Bacteria_16S 2094703 2094665 31 69 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 2176545 2176519 41 67 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

576204 Bacteria_16S 2397975 2397937 31 69 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

576204 Bacteria_16S 2418015 2417989 41 67 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

576204 Bacteria_16S 2419570 2419544 41 67 gi|219857446|ref|NR_025034.1| Leuconostoc kimchii 
strain IH25 16S ribosomal RNA, partial sequence 2419471 2420975 Leuconostoc kimchii Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

576204 Bacteria_16S 2457355 2457318 31 69 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

576204 Bacteria_16S 2458848 2458811 31 69 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

576204 Bacteria_16S 2514717 2514679 31 69 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 


Clostridia; Clost 


576204 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


576204 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; D 


576204 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


576204 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


576204 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


576204 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


576204 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


576204 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
576204 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


576204 Bacteria_16S 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


576204 Bacteria_16S 


strain S37 16S ri 
Proteobacteria; A 


ridiales; Clostridiaceae; Caloramator. 

2696605 2696567 31 69 gi|219857190|ref|NR_024818.1| Anoxybacillus 
rain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
cteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

2713137 2713111 41 67 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
eltaproteobacteria; Myxococcales; Enhygromyxa. 

2725374 2725336 31 69 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
lales; Bacillaceae; Bacillus. 

2729967 2729941 41 67 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

2864381 2864344 31 69 gi| 219856881 |ref|NR_024700.1| Sphingomonas 

ATCC 14820 16S ribosomal RNA, partial sequence 2864276 2865738 Sphingomonas 
ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

2872176 2872138 31 69 gi|219856876|ref|NR_024695.1| Bacillus niacini 
6S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
lales; Bacillaceae; Bacillus. 

2878487 2878449 31 69 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
somal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
laceae; Bacillus. 

2884667 2884630 31 69 gi|219856866|ref|NR_024685.1| Sphingomonas 
S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 

Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

2898134 2898104 37 67 gi| 219856857 |ref|NR_024676.1| Micropruina 
n Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

2957247 2957217 37 67 gi|219856818|ref|NR_024637.1| Microbacterium 
FO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

2964878 2964841 31 69 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
bosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 


576204 Bacteria_16S 
phosphovorus stra 
phosphovorus Bact 


Propionibacteriac 


576204 Bacteria_16S 
flavithermus stra 
flavithermus Bacteria; 
576204 Bacteria_16S 


oxalivorans strai 


oxalivorans Bacte 
576204 Bacteria_16S 
oxalaticus strain RAOxl 16S ribosomal R 
Firmicutes; 
576204 Bacteria_16S 
DSM 10228 16S ribosomal RNA, partial se 
Clostridia; 
576204 Bacteria_16S 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 32871 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesul 
576204 Bacteria_16S 


Bacteria; 


Firmicutes; 


strain Z-7491 16S 
Spirochaetes; Spi 


576204 Bacteria_16S 


strain DSM 9580 1 


halophilus strain 
halophilus Bacter 


576204 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


576204 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


576204 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


576204 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


576204 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


576204 Bacteria_16S 


576204 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


576204 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


576204 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


576204 Bacteria_16S 


strain Karp 16S r 


Proteobacteria; Alphaproteobacteria; Ri 
576204 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


3545057 3545019 31 69 gi| 219846546 |ref|NR_026138.1 
somal RNA, complete sequence 3544949 3546454 Bacillus 
laceae; Bacillus. 

3549687 3549649 31 69 gi| 219846543 |ref|NR_026135.1 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 354957 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 

3789644 3789618 43 69 gi|219846370|ref|NR_025961.1 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3791168 3791142 43 69 gi|219846369|ref|NR_025960.1 
bosomal RNA, partial sequence 3791066 3792555 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3851832 3851794 31 69 gi| 219846327 |ref|NR_025917.1 
rain CD2 16S ribosomal RNA, partial sequence 3851732 385319 
cteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 

3934354 3934317 31 69 gi|219846270|ref|NR_025860.1 
ibosomal RNA, partial sequence 3934247 39357 

ckettsiales; Rickettsiaceae; Rickettsieae; 

3965437 3965400 31 69 gi| 219846248 |ref|NR_025838.1 

GIFU 11526 16S ribosomal RNA, partial sequence 3965346 396678 
ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 

3993217 3993179 31 69 gi|219846229|ref|NR_025819.1 


576204 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


576204 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


2967908 2967878 37 


Microlunatus. 
2998406 2998368 31 


eae; 


Firmicutes; Baci 
3120752 3120714 31 
n RAOx-FS 16S ribosoma 
ria; Firmicutes; Bacil 
3122299 3122261 31 


Bacillales; Paeni 
3264535 3264497 31 


Clostridiales; 
3287288 3287250 31 


3316223 3316173 14 


rochaetales; 
3351172 3351134 31 


3360494 3360460 30 


Firmicutes; 
3415050 3415020 37 


ia; 


3534123 3534085 31 
DSM 8725 16S ribosoma 
Bacteria; Firmicutes; 
3535691 3535653 31 
6S ribosomal RNA, part 
lales; Bacillaceae; 
3541946 3541908 31 
6S ribosomal RNA, part 
lales; Bacillaceae; 


lales; Bacillaceae; 
4106442 4106416 43 


4196736 4196698 31 


llales; 


lales; 


67 


in NM-1 16S ribosomal RNA, partial seque 
eria; Actinobacteria; Actinobacteridae; 


69 


in DSM 2641 16S ribosomal RNA, partial 
Bacillac 


69 


1 RNA, partial s 
Paenibaci 


69 


69 


quence 
Clostridiaceae; 


69 


64 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


69 


64 


67 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


69 


1 RNA, partial s 
Bacillales; 


69 


ial sequence 
Bacillus. 


69 


ial sequence 
Bacillus. 


ribosomal RNA, partial sequence 
Geobacillus. 


69 


ibosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
576204 Bacteria_16S 


69 


strain G2 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


Spirochaet 


Bacillaceae; 


219846945 
nce 


gi 


219846924 
sequence 
eae; 
219846841 
equence 
llaceae; 
219846840 


gi 


gi 


gi 


NA, partial sequence 31221 
bacillaceae; Aneur 


gi|219846744 


3264433 32658 
ostridium. 


cl 


gi|219846729 


gi|219846709 
3316113 33175 
a. 


gi| 219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
576204 Bacteria_16S 
DSM 20408 16S ribosomal RNA, partial 
Bacillales; 


219846676 
sequence 


gi 


219846634 
34149 


gi 


ales; 
219846553 
equence 
Bacillaceae; 
gi|]219846552 
3535585 35370 


gi 


gi|219846548 
3541838 35433 


3993148 39945 


gi|219846148 
4106362 41078 
aceae; 
219846077 


gi 


Actinomyceta 


Anoxybaci 


inibacil 


Marinoc 


Micrococ 


ref 


ref 


ref 


3 


ref 


lus 


ref 


ref 


fovi 


ref 


ref 


Mi 
ref 


occu 
ref 


ref 


ref 


91 3123687 Ammon 
Ammon 


3360383 33619 


64 3416365 Cellu 


88 Bacillus 


42 Bacillus 


18 Acholeplasma 
Achol 


NR_026537.1 


2967820 296928 
les; Propion 


NR_026516.1 


2998293 299981 


llus. 
NR_026433.1 


120644 312214 
Aneur 


inibacillus 
NR_026432.1 


group; 
NR_026336.1 


NR_026321.1 


brio. 
NR_026301.1 


NR_026275.1 


crobacteriac 

NR_026268.1 
0 
Ss. 
NR_026226.1 
1 
1 


cineae; Cel 


NR_026144.1 


NR_026140.1 


NR_025738.1 


eplasma. 


ref 


cohnii Bacteria; 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Anoxybacillus 
6 Anoxybacillus 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 


iphilus oxalaticus 


iphilus. 
Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Thermodesulfovibrio 


91 3288591 Thermodesulfovibrio islandicus 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 
occineae; 


eae; Agrococcus. 
Marinococcus 
2 Marinococcus 


Cellulomonas humilata 
omonas humilata 


ulomonadaceae; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Clostridium 

2 3551038 Clostridium 

lostridium. 
Acholeplasma laidlawii 


laidlawii Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Novosphingobium 

8 Novosphingobium 

gomonadaceae; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


NR_025667.1 


Anoxybacillus gonensis 


4196627 4198008 Anoxybacillus gonensis Bacteria; 


576204 Bacteria_ 
JMM-4 16S ribosomal RNA, partial sequence 
Bacil 


Bacillales; 


576204 Bacteria_ 
strain 513A 16S r 
Spi 
576204 Bacteria_ 


Spirochaetes; 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


576204 Bacteria_ 
asaccharolytica s 
asaccharolytica B 


Sphingomonas. 


576204 Bacteria_ 
dassonvillei subs 


Actinomycetales; 


576204 Bacteria_ 
strain SL-4 16S r 


Firmicutes; 


Bacil 
576204 Bacteria_ 
strain CE40 16S r 


16S 4221002 4220964 31 69 gi|219846060|ref 
4220889 4222400 Bacillus 

laceae; Anaerobacillus. 

16S 12082 12029 16 69 gi| 265679055 |ref 

ibosomal RNA, partial sequence 11961 13410 


NR_025650.1| Bacillus macyae strain 
macyae Bacteria; Firmicutes; 
NR_029363.1| Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


rochaetales; Brachyspiraceae; Brachyspira. 

16S 42388 42355 31 64 gi|265679035|ref|NR_029343.1| Nocardiopsis 

strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

Nocardiopsis. 

16S 66785 66749 31 68 gi|265679019|ref|NR_029327.1| Sphingomonas 

train Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 

acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

16S 84674 84641 31 64 gi| 265679006 |ref|NR_029314.1| Nocardiopsis 

p- dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 

Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

16S 99973, 99940 31 64 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 

ibosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 

lales; Bacillaceae; Halobacillus. 

16S 122990 122965 42 67 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 

ibosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 

16S 126025 126000 42 67 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 


576204 Bacteria_ 
strain Prevot 247 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
576204 Bacteria_ 
strain 27 16S rib 


576204 Bacteria_ 
strain ST26 16S r 


576204 Bacteria_ 
strain ST50 16S r 


576204 Bacteria_ 
intestinale strai 
intestinale Bacte 
576204 Bacteria_ 


7B 16S ribosomal RNA, partial sequence 


12591 


8 127358 Actin 


fo} 


myces meyeri Bacteria; 


nomycineae; Actinomycetaceae; Actinomyces. 

16S 136607 136582 42 67 gi|265678971|ref|NR_029279.1| Oerskovia turbata 

osomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

16S 138167 138142 42 67 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 

ibosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 

16S 139696 139671 42 67 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 

ibosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 

16S 160977 160944 31 64 gi|265678955|ref|NR_029263.1| Clostridium 

n Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 

ria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 162419 162394 42 67 gi|265678954|ref|NR_029262.1| Brevibacterium 

n P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 


epidermidis strai 
Bacteria; Actinob 


Brevibacterium. 


576204 Bacteria_ 
chartatabidum str 
chartatabidum Bac 
576204 Bacteria_ 
kaustophilus stra 
kaustophilus Bact 
576204 Bacteria_16S 
rifamycini 


subsp. 


cremea subsp. rif 
Streptosporangine 
576204 Bacteria_16S 


strain HO14 16S r 


Spirochaetes; 


576204 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
576204 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 


Sphingomonas. 


576204 Bacteria_16S 
multivorans strai 


Bacteria; 


neocaledoniensis 
neocaledoniensis 


Nocardiaceae; Noc 
576204 Bacteria_16S 


Spi 


Firmicu 
576204 Bacteria_16S 


strain A288 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
16S 197505 197472 31 64 gi|265678931|ref|NR_029239.1| Clostridium 
ain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 219307 219274 31 64 gi|265678916|ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

267795 267762 31 64 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 

strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
amycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
ae; Thermomonosporaceae; Actinomadura. 

310312 310283 41 70 gi|265678853|ref|NR_029159.1| Borrelia japonica 
ibosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

355850 355814 31 68 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 

Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

372261 372225 31 68 gi| 265678806 |ref|NR_029111.1| Sphingomonas 
rain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
cteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

395167 395134 31 64 gi|265678791|ref|NR_029096.1| Tenuibacillus 
n 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
tes; Bacillales; Bacillaceae; Tenuibacillus. 

398226 398193 31 64 gi| 265678789 |ref|NR_029094.1| Nocardia 
strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ardia. 

404444 404411 31 64 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 


404351 405830 Actinomadura meyerae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
576204 Bacteria_16S 
antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 


’ 


419900 419875 42 


67 


576204 Bacteria_16S 423010 422977 31 64 
strain F12 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
576204 Bacteria_16S 449282 449249 31 64 


xinjiangensis strain 
xinjiangensis Bac 
Actinosynnematace 
576204 Bacteria_16S 


strain A10 16S ri 


Actinobacteria; Actinobacteridae; Actin 


Actinomadura. 
576204 Bacteria_16S 
strain Sd/3 16S r 
Firmicutes; Bacil 
576204 Bacteria_16S 
strain NO-502 16S 
Bacteroidetes; Sp 
576204 Bacteria_16S 
IMMIB R-145 16S r 


576204 Bacteria_16S 
strain CCUG 42773 


576204 Bacteria_16S 
picturae strain R 
Bacteria; Firmicutes; 
576204 Bacteria_16S 

psychrophilum str 
psychrophilum Bac 
576204 Bacteria_16S 
aerolatum strain 
Bacteria; Actinob 
Microbacterium. 

576204 Bacteria_16S 
strain Muenster 2 
Bacteria; Actinob 
576204 Bacteria_16S 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 
urinaehominis str 
urinaehominis Bac 
576204 Bacteria_16S 
strain M343/98/2 


576204 Bacteria_16S 
aurantiaca strain 
Bacteria; Proteob 
576204 Bacteria_16S 
strain 216 16S ri 


Luteococcus. 
576204 Bacteria_16S 
marismortui strai 
Bacteria; Firmicu 
576204 Bacteria_16S 
biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 

576204 Bacteria_16S 


strain PIPN-2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


teria; Actinobacteria; 


lales; 


hingobacteria; 


teria; 


teria; 


AS 4.1731 16S ribo 


501423 501390 31 


Bacillaceae; 


534888 534863 43 


544029 543996 31 


595514 595489 42 


606042 606009 31 


Bacillales; 
609113 609080 31 


Firmicutes; 
618405 618372 31 


630464 630439 42 


635027 635002 42 


636559 636534 42 


650389 650336 16 


Firmicutes; 


672932 672907 42 


697201 697172 40 


707307 707282 42 


718162 718129 31 


n 123 16S ribosomal RNA, 
tes; Bacillales; Bacillaceae; Virgibac 


719725 719689 31 


736482 736457 43 


Entomoplasmatales; 


ae; Saccharothrix. 
469010 468977 31 64 
bosomal RNA, partial sequence 


omycetales; 


64 


ibosomal RNA, partial sequence 
Bacillus. 


68 


ribosomal RNA, partial sequence 
Sphingobacteriales 


64 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


67 


64 


64 


64 


67 


67 


67 


69 


67 


69 


67 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


64 


68 


68 


gi 


KM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


gi 
42 


gi 


somal RNA, parti 
Actinobacterida 


gi 
46 


gi 
50 


gi 
53 


a 
gi 
54 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 


-5321 16S ribosomal RNA, partial seque 


Bacillaceae; Oceanoba 


gi 


ain CMS 530r 16S ribosomal RNA, partia 


Bacillales; Planoco 


gi 


V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


gi 


ain CCUG 42038b 16S ribosomal RNA, par 
Lactobacillales; Ae 


gi 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 


CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 


gi 


707255 70861 


gi 


complete sequ 


gi 


ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 


Entomoplasmataceae; 


Stre 


Fle 


Cory 


265678774 
sequence 
tinomyceta 


265678772 
2881 42442 


265678755 
al sequenc 


265678738 
8944 47039 
ptosporang 


265678717 
1307 50281 


265678695 
4808 53626 
xibacterac 
265678689 
3951 54542 
nebacterin 
265678655 
59545 
nomycineae 
265678647 
nce 60592 
cillus. 
265678645 
1 sequence 
ccaceae; P 
265678639 
ce 61837 
ales; Micr 


’ 


265678630 
e 63034 
ales; Micr 
265678627 


ococcineae; 


265678626 


ococcineae; 


265678617 
tial seque 
rococcacea 
265678600 


e; 


nomycineae; 
265678584 

nce 69711 
terales; C 
265678577 


ionibacter 


265678569 
ence 71801 
illus. 

265678568 
1 sequence 
eria; Caul 


265678556 


ref 
les; 


ref 
5 Bacillus algicola Bacteria; 


ref 
e 449186 45061 
e; Actinomycet 


ref 
5 Actinomadura 
inea 


ref 
1 Bacillus indicus Bacteria; 


ref 
7 Arcicella aquatica Bacteria; 
eae; 
ref 
4 Nocardia puris Bacteria; 
eae; 
ref 
5 596820 Actin 


ref 
0 607435 Ocean 


ref 
609006 61048 
lano: 
ref 
1 619715 Micro 
ococ 


ref 
9 631823 Kytoc 
ococ 
ref 
2 Knoellia subterranea Bacteria; 


ref 
1 Knoellia sinensis Bacteria; 


ref 
nce 


ref 
5 Actinomyces coleocanis Bacteria; 


ref 
8 698533 Brevu 
aulo 
ref 
7 Luteococcus peritonei Bacteria; 
inea 


ref 
9 719581 Virgi 


ref AS 
719632 72103 
obac 


ref 
736380 737897 Entomoplasma lucivorax Bacteria; 
Entomoplasma. 


4 


Ac 


In 


In 


Aerococcus. 


Ac 


NR_029060.1 
5 
ales; Pseud 
NR_029043.1 


e; Thermomo 


NR_029022.1 


NR_029000.1 


Arcicella. 
NR_028994.1 


Nocardiace 
NR_028960.1 


tinomycetac 
NR_028952.1 


NR_028950.1 
5 
microbium. 
NR_028944.1 
b 
cineae; Micr 
NR_028935.1 
° 
cineae; Der 
NR_028932.1 


trasporangia 
NR_028931.1 


trasporangia 
NR_028922.1 
650305 


NR_028905.1 


tinomycetace 
NR_028889.1 

n 
bacteraceae; 
NR_028882.1 
e; Propionib 
NR_028873.1 
b 


NR_028872.1 
6 
u 


terales; Ca 


O 


a 


O: 
e 


fo) 


macoccaceae; 


Streptosporangineae; Thermomonosporaceae; 


NR_029079.1| Brevibacterium 

19777 421277 Brevibacterium 
Micrococcineae; Brevibacteriaceae; 
NR_029077.1| Bacillus algicola 


Saccharothrix 
Saccharothrix 
nocardineae; 


Actinomadura latina 


latina Bacteria; 
n 


osporaceae; 


Bacillus indicus 


Arcicella aquatica 


Nocardia puris strain 


e; Nocardia. 
Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Oceanobacillus 
bacillus picturae 


Planomicrobium 
Planomicrobium 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Knoellia subterranea 


ceae; Knoellia. 
Knoellia sinensis 


ceae; Knoellia. 
Aerococcus 
651625 Aerococcus 


Actinomyces coleocanis 


ae; Actinomyces. 
Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Luteococcus peritonei 


acteriaceae; 


Virgibacillus 
acillus marismortui 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


NR_028860.1 


Entomoplasma lucivorax 


576204 Bacteria_16S 


strain 3-p 16S ri 
strain S-743 16S 
Tenericutes; Moll 


strain Chj707 16S 
Bacteroidetes; Fl 


576204 Bacteria_16S 


strain Sl 16S rib 


576204 Bacteria_16S 


strain U 16S ribo 


Bacillales; Bacil 


576204 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


799884 799851 31 64 gi| 265678512 
ribosomal RNA, partial sequence 799765 80123 
avobacteria; Flavobacteriales; Flavobacteriaceae 

836536 836503 31 64 gi| 265678488 
osomal RNA, partial sequence 836449 83791 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 

839572 839539 31 64 gi| 265678486 
somal RNA, partial sequence 839468 840930 Geoba 
laceae; Geobacillus. 

854517 854492 42 67 gi| 265678475 
train M 5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actin 
eae; Propionibacterium. 

877241 877208 31 64 gi| 265678460 


576204 Bacteria_16S 


strain AS4.0578 1 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


576204 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


576204 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


576204 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


576204 Bacteria_16S 


pretiosum subsp. 


742647 742618 40 69 
bosomal RNA, partial sequence 


gi 


779919 779894 43 68 
ribosomal RNA, partial sequence 


gi 


880248 880215 31 64 gi 
37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


881739 881714 42 67 gi 
LM042 16S ribosomal RNA, partial seque 


acteria; Actinobacteridae; Actinomycet 

889379 889346 31 64 gi 
rain 3.24 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 

912451 912418 31 64 gi 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

914009 913976 31 64 gi 


pretiosum strain C-15003 16S ribosomal 


742578 74395 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
576204 Bacteria_16S 
779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
576204 Bacteria_16S 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
576204 Bacteria_16S 


265678551 


Rhodospiri 
265678525 


donocardin 
265678458 

88012 
ales; Pseu 
265678456 
nce 88163 
ales; Micr 


265678451 
equence 
ae; Actino 


265678436 
artial seq 
dae; Actin 


265678435 
RNA, part 


myce 


ref|NR_028855.1 
llaceae; Rhodoci 
ref|NR_028829.1 
7 Acholeplasma 
eplasma. 


ref |NR_028815.1 


7 Ka 
ref 


istella. 
NR_028791.1 


Nocardiacea 
NR_028789.1 
us uzenensis 


eae; 
ref 
cill 


ref|NR_028778.1 

854408 855931 
omycetales; Prop 
ref |NR_028763.1 
eae; Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 
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CATTCGCAAGAATGAAACTTAAACGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTCGACGGTACACGAAAAACCTTACCTAGATTTGACA 
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GTGGGAACTTGCCTGGTAGTAGGGAATAACCAGTGGAAACATTGGGCAACACCCTATACGCCCTGAGGGGGAAAATTTATTGCTATCAGATAGGCCCGCGTTAGA 
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ACCCTGGTAGTCCACGCTGTAAACGATGAGTGTTAAAAGTGGGTTATTTTATCTGCTTTGTAGCTAACGCGTTAAACACTCCGCCTGGGGACTACGGTCGCAAGA 
CTAAAACTCAAAGGAATTGACGGGGACTCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCATACCTTGACATGTGGATTGTAT 
CCCTCTGAAGGGAGGGAGTCAGTTCGGCTGGATCCAACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCATCCTTAGTTGCCAGCGGTTCGGCCGGGAACTTTAAGGAAACTGCCAGTGACAAGCTGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATG 
GTATGGGCTACACACGTACTACAATGGCAACTACAATGAGCTAGCTACACCGTAAGGTGACGCCAATCTCTTAAAGGTTGTCTCAGTACGGATTGCCTTCTGCAA 
CTCGAAGGCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACTGCCCGTCAGGCCATGGGAGTTCAT 
CTTACTCGAAGCTAGTGAGCTGACCGCAAGGAGGCAGCTATCTACGGTGGGGTGGGTGACTGGGGTTAAGTCGTAACAAGGTAGCCGTAGGTGAACCTGCGGCTG 
GATTACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACTATAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCG 
GCATGCTTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCTAGTAGTGGGGGATAACT 
ACTCGAAAGAGTAGCTAATACCGCATGAGATCTACGGATGAAAGCAGGGGACCTTCGGGCCTTGTGCTACTAGAGCGGCTGATGGCAGATTAGGTAGTTGGTGGG 
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endolithica strain AA459 16S ribosomal 
endolithica Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


576204 Bacteria_16S 
caeruleus subsp. 


caeruleus strain DSM 4 


1451477 1451444 31 


1493858 1493825 31 


64 


64 


64 


gi 
SH714 16S ribosomal RNA, partial sequence 14407 
Bacillaceae; 

67 


Filobaci 

gi 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; 


gi 


RNA, partial sequence 


gi 
4103 16S ribosomal 


224581427 


llus. 
224581420 


224581419 


219846703 


Actinomycetales; 


RNA, partial sequence 


ref|NR_027209.1 


Filobacillus 


88 1442278 Filobacillus milosensis 


ref|NR_027201.1 


1449903 145131 
Corynebacterineae; 


ref |NR_027200.1 


1451367 145284 
Actinomycetales; 


ref |NR_026295.1 


Corynebacterium 
6 Corynebacterium 


Micromonospora 
3 Micromonospora 


Micromonosporineae; 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
576204 Bacteria_16S 


pseudovaccinii strain DSM 43406 16S rib 
pseudovaccinii Bacteria; Actinobacteria; 
Nocardiaceae; Nocardia. 


576204 Bacteria_16S 


strain JCM3369 16S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; Actin 


Actinomadura. 
576204 Bacteria_16S 
oligospora strain 
oligospora Bacteria; 
Thermomonosporaceae; 
576204 Bacteria_16S 


matsumotoense strain IMSNU 22003 16S ri 
matsumotoense Bacteria; Actinobacteria; 
Micromonosporaceae; Micromonospora. 


576204 Bacteria_16S 
strain JCM 3325 1 


Actinomadura. 
576204 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
576204 Bacteria_16S 


espanaensis strain NRRL 15764 16S ribos 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
576204 Bacteria_16S 
strain MK27-91F2 


576204 Bacteria_16S 
strain JCM 9114 1 


576204 Bacteria_16S 
strain LMG 22166 

Firmicutes; Bacil 
576204 Bacteria_16S 
strain LMG 22165 

Firmicutes; Bacil 
576204 Bacteria_16S 


picturae Bacteria; 
Brevibacterium. 
576204 Bacteria_16S 
strain SNG49 16S 


576204 Bacteria_16S 
strain R2014 16S 


576204 Bacteria_16S 
strain R5292 16S 


576204 Bacteria_16S 


Firmicutes; 


Micromonosporineae; Mi 


ATCC 43269 16S riboso: 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


NRRL B-16134 16S ribo 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


lales; 


lales; 


1520765 1520732 31 


1526927 1526894 31 


1529938 1529905 31 


64 


64 
al sequence 
omycetales; 


64 
mal RNA, partial 


cromonosporaceae; 
gi 
osomal RNA, partial sequence 1520665 15221 
Actinobacteridae; 


gi 


15 


gi 


Actinobacteria; Actinobacteridae; 


Actinomadura. 
1531479 1531446 31 


1534474 1534441 31 


1535983 1535950 31 


64 
bosomal RNA, partial sequence 
Actinobacteridae; 


64 
ial sequence 1534373 15358 


omycetales; Streptosporangineae; 


64 
somal RNA, partial 


gi 


gi 


gi 


Actinobacteria; Actinobacteridae; 


Saccharothrix. 
1537545 1537512 31 


Saccharothrix. 
1573632 1573599 31 


1575157 1575124 31 


1582721 1582688 37 


Planococcaceae; 
1584277 1584244 37 


Planococcaceae; 
1602871 1602846 42 


1639077 1639044 31 


1668211 1668186 42 


1681826 1681801 42 


1687824 1687791 31 


Bacillaceae; Bacillus. 


64 
omal RNA, partial 


64 
tial sequence 1573526 15750 
omycetales; 
64 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
70 
16S ribosomal RNA, partial sequence 1582619 15841 
Viridibacillus. 
70 
16S ribosomal RNA, partial sequence 1584175 15856 
Viridibacillus. 
67 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


64 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
67 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
67 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
64 
strain 6AG 16S ribosomal RNA, partial sequence 
Bacillales; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


1638983 16404 
Streptosporangineae; 


1668114 16695 


1681727 16832 
Actinomycineae; 


Couchiop 
219857610 


219857435 
26835 15282 


Streptosporangineae; 


219857433 
sequence 


219857427 


219857414 


219857378 


219857377 
sequence 


219856868 


219856867 


219878489 


219878488 


219878475 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219878450 


219878429 


219878420 


219878415 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


sequence 1535864 15373 
Actinomycetales; 


Actinomycetales; 


69 Nocardiopsis 


lanes. 
ref|NR_025199.1 
5 


ref |NR_025023.1 
88 Actinomadura 


ref |NR_025021.1 
1529847 153130 


ref|NR_025015.1 


153135 


ref|NR_025002.1 
13 Actinomadura 


ref|NR_024966.1 
7 


Pseudonoc 


ref|NR_024965.1 

1537426 153893 
Pseudono 
ref |NR_024687.1 
Actinosynne 
ref|NR_024686.1 


Actinosynne 


ref |NR_025628.1 


ref |NR_025627.1 


ref|NR_025614.1 

1602772 160426 
Micrococcin 
ref|NR_025589.1 


Nocardiop 


ref|NR_025568.1 


Actinomycetace 
ref|NR_025559.1 


Actinomycetace 


Nocardia 
6 Nocardia 


Corynebacterineae; 


Actinomadura yumaensis 


yumaensis Bacteria; 
Thermomonosporaceae; 


Actinomadura 
8 Actinomadura 


Streptosporangineae; 


Micromonospora 
9 1532864 Micromonospora 


Micromonosporineae; 


Actinomadura vinacea 


vinacea Bacteria; 
Thermomonosporaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 


cardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
Pseudonocardineae; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 


ref|NR_025554.1 


Bacillus saliphilus 


1687712 1689235 Bacillus saliphilus Bacteria; 


576204 Bacteria_16S 1701832 1701799 31 64 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
576204 Bacteria_16S 1739842 1739809 31 64 gi|219878380|ref|NR_025519.1 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
576204 Bacteria_16S 1742934 1742901 31 64 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 
576204 Bacteria_16S 1745973 1745940 31 64 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
576204 Bacteria_16S 1780773 1780748 42 67 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 

576204 Bacteria_16S 1789692 1789659 31 64 gi|219878342|ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
576204 Bacteria_16S 1805014 1804989 42 67 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 
576204 Bacteria_16S 1806552 1806527 42 67 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
576204 Bacteria_16S 1817293 1817260 34 67 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 
576204 Bacteria_16S 


Nocardiopsis halophila 


1823431 1823398 31 64 gi 
strain DSM 10404 16S ribosomal RNA, complete sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
576204 Bacteria_16S 1870560 1870527 31 64 gi|219878287|ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
576204 Bacteria_16S 1873640 1873615 42 67 gi| 219878285 |ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
576204 Bacteria_16S 1876615 1876582 31 64 gi| 219878283 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


219878320|ref|NR_025459.1| Halobacillus trueperi 
1823301 1824836 Halobacillus trueperi 


ref|NR_025422.1| Nocardiopsis 
1876505 1878009 Nocardiopsis 
Actinomycetales; Streptosporangineae; 


Nocardiopsaceae; 


576204 Bacteria_16S 
suimastitidis str 
suimastitidis Bac 


Actinomycetaceae; 


576204 Bacteria_16S 


Nocardiopsis. 
1901260 1901235 42 


Actinomyces. 
1906950 1906925 42 


ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 


67 gi 


67 gi 


219878262 
ial sequen 
e; Actinomycet 


219878258 


ref 


ref 


ce 1901160 190257 
ales; 


NR_025401.1 
Actino: 


NR_025397.1 


Actinomyces 


5 Actinomyces 
mycineae; 


Actinomyces catuli 


strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
576204 Bacteria_16S 1931463 1931438 42 67 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


576204 Bacteria_16S 1943550 1943517 31 64 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

576204 Bacteria_16S 1954196 1954171 42 67 gi|219878225|ref|NR_025364.1| Actinomyces 


urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; Actinomyces. 
576204 Bacteria_16S 1955664 1955628 31 68 gi|219878224|ref|NR_025363.1 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

576204 Bacteria_16S 1958723 1958698 42 67 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
576204 Bacteria_16S 1986307 1986274 31 64 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 


sequence 1954098 1955520 Actinomyces 
Actinomycetales; Actinomycineae; 


Sphingomonas pituitosa 
pituitosa Bacteria; 


576204 Bacteria_16S 2015466 2015430 31 68 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

576204 Bacteria_16S 2021364 2021335 40 69 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

576204 Bacteria_16S 2022853 2022824 40 69 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

576204 Bacteria_16S 2037913 2037880 31 64 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

576204 Bacteria_16S 2076346 2076321 42 67 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

576204 Bacteria_16S 2077905 2077880 42 67 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

576204 Bacteria_16S 2081017 2080992 42 67 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

576204 Bacteria_16S 2099240 2099207 31 64 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

576204 Bacteria_16S 2112923 2112887 31 68 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

576204 Bacteria_16S 2119055 2119022 31 64 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

576204 Bacteria_16S 2155185 2155152 31 64 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

576204 Bacteria_16S 2156757 2156724 31 64 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

576204 Bacteria_16S 2161248 2161215 31 64 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

576204 Bacteria_16S 2194707 2194674 31 64 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

576204 Bacteria_16S 2249281 2249256 42 67 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

576204 Bacteria_16S 2250806 2250781 42 67 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

576204 Bacteria_16S 2252331 2252298 31 64 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
576204 Bacteria_16S 


strain DSM43926 1 


strain A290 16S r 


Actinomadura. 


576204 Bacteria_16S 


Streptosporang 

2310195 2310162 31 64 gi| 219857522 

ibosomal RNA, partial sequence 2310109 23115 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
2311707 2311674 31 64 gi| 219857521 

in 34 16S ribosomal RNA, partial sequence 23115 


subterraneus stra 


Bacteria; Firmicu 


576204 Bacteria_16S 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


Strept 
2308682 2308649 31 gi 


6S ribosomal RNA, part 


64 


tes; Bacillales; Bacillaceae; Geobacillu 


219857523 
ial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
576204 Bacteria_16S 


osporang 


Ss. 


2313213 2313180 31 64 gi 


tes; Bacillales; Salinicoccus. 


2198575 7 
2313125 2314583 Salinicoccus alkaliphilus 


ref 


ref 


ref 
80 2 


20 


ref 


ineae; 


ineae; 


ineae; 


Noca 
NR_025111.1 


NR_025110.1 


NR_025109.1 


NR_025108.1 


rdiop 


313074 Geobac 


saceae; Nocardiopsis. 
Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Actinomadura mexicana 


29 Actinomadura mexicana Bacteria; 
Thermomonosporaceae; 


Geobacillus 
illus subterraneus 


Salinicoccus 


576204 Bacteria_16S 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
576204 Bacteria_16S 


singaporensis strain IM 7744 16S ribosomal RNA, partial 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinopolymorpha. 


Nocardioidaceae; 
576204 Bacteria_16S 
strain ATCC 49929 


Propioniferax. 
576204 Bacteria_16S 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 235995 
australiense Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


576204 Bacteria_16S 
strain YKJ-10 16S 
Firmicutes; 
576204 Bacteria_16S 


strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


576204 Bacteria_16S 
strain IL371 16S 


576204 Bacteria_16S 


kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
576204 Bacteria_16S 


salina strain YIM90002 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 
576204 Bacteria_16S 
strain BD-87 16S 
Firmicutes; 
576204 Bacteria_16S 


peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 
peptidivorans Bacteria; 


576204 Bacteria_16S 
strain AS4.1521 1 


576204 Bacteria_16S 
strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 


576204 Bacteria_16S 
strain T1-X7 16S 


2460339 2460303 31 68 gi| 219857409 |ref|NR_024997.1 

ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas 
Sphingomonadales; Sphingomonadaceae; Sphingo 

2492014 2491989 42 67 gi| 219857388 |ref|NR_024976.1 

ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
2493500 2493475 42 67 gi| 219857387 |ref|NR_024975.1 


576204 Bacteria_16S 


australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; 
Tetrasphaera. 


Intrasporangiaceae; 
576204 Bacteria_16S 
strain DNP505 16S 


576204 Bacteria_16S 


Bacillales; 


2332895 2332862 31 


2343384 2343351 31 


2357057 2357032 42 


2358571 2358546 42 


2381303 2381270 31 
Bacillaceae; 
2382842 2382809 31 


2388936 2388911 43 


2401018 2400985 31 


2408697 2408664 31 


2425686 2425653 37 


Planococcaceae; 
2434592 2434535 14 


Firmicutes; 
2437619 2437586 31 


2496407 2496374 31 


2519245 2519220 42 


64 


64 


67 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


67 


64 


ribosomal RNA, partial sequence 
Bacillus. 


64 


68 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


64 


64 


70 


ribosomal RNA, partial sequence 


Bacillales; Viridibacillus. 


TL 


Clostridia; 


64 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


64 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


67 


ATCC 700122 16S ribosomal RNA, partial sequence 


Actinobacteria; 
576204 Bacteria_16S 


acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 256570 
acidaminophilum Bacteria; 


576204 Bacteria_16S 


strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomo 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


576204 Bacteria_16S 


bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 
Tessaracoccus. 


Propionibacteriaceae; 
576204 Bacteria_16S 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 


Coriobacteridae; 


2564333 2564300 31 
Firmicutes; 


2578103 2578078 42 


2625908 2625883 42 


2656291 2656258 31 


Coriobacteriales; 


64 


Clostridia; 


67 


67 


64 


219857507 |ref 


gi 


219857498 
sequence 


gi ref 


219857489 
23569 


gi ref 


219857488 |ref 


gi 


gi| 219857472 
2381197 23827 


ref 


219857471 
23827 


gi ref 


gi| 219857467 
2388858 23902 


ref 


219857459 |ref 


gi 
Actinomycetal 
219857454 


24085 
Streptos 


gi ref 


gi|219857441 
2425586 24269 


ref 


219857431|ref 


gi 
Clostridiales; Clostr 
gi|219857429|ref 


Actinomycet 


gi| 219857385 
2496307 24977 
Corynebacterineae; 
gi| 219857364 |ref 
2519150 25206 
Coriobacterineae; 
gi|219857291|ref 


ref 


Euba 
ref 


Clostridiales; 
gi|219857282 


Ce 


gi|219857247|ref 


Actinomyceta 


219857219 |ref 


sequence 2332775 233429 
Actinomycetales; 


2343294 234473 
Actinomycetales; Propionibacterineae; 


68 2358432 Propi 
Propionibacterineae 


52 2384208 Nocar 


2400924 240237 


77 2410105 Strep 


2434473 243595 


2493400 249486 


2625807 262727 


NR_025095.1 


NR_025086.1 


NR_025077.1 


NR_025076.1 


NR_025060.1 


NR_025059.1 


NR_025055.1 


NR_025047.1 
es; Streptos 
NR_025042.1 


porangineae 


NR_025029.1 


NR_025019.1 


idiaceae; Cl 
NR_025017.1 


ales; Microc 


NR_024973.1 


Nocardiacea 
NR_024952.1 


Coriobacteri 
NR_024922.1 


cteriaceae; 
NR_024913.1 
nas persica 
1llulomonadac 
NR_024877.1 


les; Propion 


NR_024847.1 


gi 


Nocardiopsis 
9 Nocardiopsis 


Streptosporangineae; 


Actinopolymorpha 
5 Actinopolymorpha 


Propioniferax innocua 


oniferax innocua 
, 


Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 


Actinomycetales; Propionibacterineae; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Nocardia abscessus 


dia abscessus Bacteria; 
Nocardiaceae; 


Nocardia. 
Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Streptomonospora 


tomonospora salina 
7 


Nocardiopsaceae; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Clostridium 

3 Clostridium 
ostridium. 

Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 
occineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Eubacterium 

8 Eubacterium 
Eubacterium. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Tessaracoccus 

1 Tessaracoccus 
ibacterineae; 


Nocardioides 


2656189 2657663 Nocardioides 


nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 


576204 Bacteria_16S 
erythreum strain 
erythreum Bacteri 
Nocardioidaceae; Aeromicrobium. 
576204 Bacteria_16S 2677298 2677265 31 
strain MS1-3 16S ribosomal RNA, partial 


2657816 2657783 31 


Actinobacteria; Actinobacteridae; Actinomycetales; 


576204 Bacteria_16S 2678820 2678787 31 


juripiscarius strain IS40-3 16S ribosomal RNA, partial 
illales; 


juripiscarius Bacteria; 
576204 Bacteria_16S 
strain IFM 10088 


Firmicutes; Bac 
2687797 2687764 31 


576204 Bacteria_16S 2719270 2719237 31 
yamanashiensis strain IFM 0265 16S ribo 
yamanashiensis Bacteria; Actinobacteria; 
Nocardiaceae; Nocardia. 
576204 Bacteria_16S 2723858 2723825 31 
strain K97-0003 1 


576204 Bacteria_16S 2746243 2746210 31 


baikonurensis strain Al-22 16S ribosomal RNA, partial s 


baikonurensis Bacteria; Actinobacteria; 
Nocardiaceae; Rhodococcus. 

576204 Bacteria_16S 2753596 2753563 31 
strain JCM 9373 1 


Planomonospora. 
576204 Bacteria_16S 
strain EJ2M-B 16S 
Proteobacteria; 
576204 Bacteria_16S 


2780844 2780792 14 


2783772 2783747 42 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, part 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Okibacterium. 
576204 Bacteria_16S 2785331 2785298 31 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partia 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobaci 


576204 Bacteria_16S 
herbarius strain 
Bacteria; 
576204 Bacteria_16S 


2786912 2786879 31 


2813860 2813835 42 


64 


NRRL B-3381 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


64 
sequence 


64 


64 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; 


64 


somal RNA, partial 
Actinobacteridae; 


64 


6S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


64 


Actinobacteridae; 


64 


6S ribosomal RNA, partial sequence 2753496 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


67 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Thiotrichacea 


67 


64 


64 


CP-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 


67 


strain Lp2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


576204 Bacteria_16S 2819928 2819895 31 


strain JCM 3166 1 


Planobispora. 
576204 Bacteria_16S 
strain MK703-102F 


2833572 2833539 31 


576204 Bacteria_16S 2873767 2873734 31 


naganoensis strain ATCC53909 16S ribosomal RNA, partial 


naganoensis Bacteria; 
576204 Bacteria_16S 
strain IAM 14851 


Firmicutes; Bacill 
2901174 2901149 42 


576204 Bacteria_16S 2939156 2939123 31 


64 


6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


64 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


64 


ales; 
67 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


64 


IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


576204 Bacteria_16S 2983206 2983173 31 


64 


strain JaH 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillaceae; Bac 
576204 Bacteria_16S 2984734 2984701 31 
strain 10.268-1 1 


576204 Bacteria_16S 2986256 2986223 31 
wratislaviensis strain NCIMB 13082 16S 
wratislaviensis Bacteria; Actinobacteri 
Nocardiaceae; Rhodococcus. 

576204 Bacteria_16S 2999978 2999945 31 


a 


illus. 
64 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; 


64 


ribosomal RNA, partial seq 
; Actinobacteridae; 


64 


Bacillaceae; 


Pullulanibacillus. 


219857218 
sequence 


gi 


gi|219857204 
2677198 26786 


Corynebacterineae; 


219857203 
sequence 


gi 


219857197 
891 


gi 


Corynebacterin 


219857175 
sequenc 


gi 


219857172 
252 


gi 


219857156 
equence 


gi 


219857150 
549 
Streptosporang 


gi 


219857129 
821 


gi 
2780730 27 


219857127 
ial sequen 
Actinomy 


gi 


219857126 
1 sequen 
lla 
219857125 
27867 
Alicycloba 
gi|219857107 
2813767 28152 


gi 


gi 


gi| 219856910 
Streptosporang 


219856901 
28334 


gi 


219856875 
sequence 


gi 


gi|219856855 


gi| 219856830 
2939058 29405 
Pseudonocardin 
gi| 219846934 
2983106 29845 
gi| 219846933 
Corynebacterin 
gi| 219846932 


Actin 


inomycetales; 


Lent 


Actino: 


Actinomycetales; 


uence 
omycetales; 


ref|NR_024846.1 
2657714 265918 


ref|NR_024832.1 


ref |NR_024831.1 
2678696 268021 
ibacillus. 
ref |NR_024825.1 


eae; 
ref |NR_024803.1 
e 2719156 272065 
mycetales; 
ref |NR_024800.1 
neae; Micromono 
ref |NR_024784.1 

2746146 274749 


ref|NR_024778.1 


ineae; 


ref|NR_024757.1 
e; Thiothrix. 
ref|NR_024755.1 
ce 2783663 278516 
cetales; 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 

ref|NR_024735.1 


; Intrasporangia 
ref|NR_024731.1 
70 Planobispora 
ineae; Streptosp 
ref |NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024694.1 

2873633 287517 
ref|NR_024674.1 
; Microbacteriac 
ref|NR_024649.1 


eae; 
ref 


Actinosynne 
NR_026526.1 


ref|NR_026525.1 

Nocardiacea 
NR_026524.1 
298615 
Cory 


ref 


gi| 219846923 


Aeromicrobium 
7 Aeromicrobium 


Propionibacterineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Lentibacillus 
9 Lentibacillus 


Nocardia sienata 


13 Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia 
4 Nocardia 


Corynebacterineae; 


Longispora albida 


14 Longispora albida Bacteria; 
sporaceae; Longispora. 


Rhodococcus 
3 Rhodococcus 


Corynebacterineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 
Streptosporangiaceae; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Okibacterium 
8 Okibacterium 


Micrococcineae; 


Alicyclobacillus 

5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Tetrasphaera elongata 


09 Tetrasphaera elongata Bacteria; 


ceae; Tetrasphaera. 
Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Pullulanibacillus 
2 Pullulanibacillus 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
eae; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


ref|NR_026515.1 


Geobacillus pallidus 


strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; 


Geobacillus. 


576204 Bacteria_16S 
cylindrosporum st 
cylindrosporum Bacteria; 
576204 Bacteria_16S 
strain DS1 16S ri 


Firmicutes; 


hortensis strain 


hortensis Bacteri 
Intrasporangiaceae; 
576204 Bacteria_16S 
balaenopterae str 
balaenopterae Bacteria; 
576204 Bacteria_16S 


3033280 3033247 31 


Firmicutes; 
3034805 3034772 31 


Clostridiales; 
3036328 3036295 31 


Firmicutes; 
3045459 3045434 42 
Ornithinicoccus. 


3089234 3089205 40 


Firmicutes; 
3102686 3102653 31 


bosomal RNA, partial sequence 
Clostridia; 
576204 Bacteria_16S 
sartagoforme stra 
sartagoforme Bacteria; 
576204 Bacteria_16S 


Clostridia; 


64 gi 


64 gi 


Clostridiaceae; 


64 gi 


67 gi 


69 gi 


ain M1975/96/1 16S ribosomal RNA, part 
Lactobacillales; 


64 gi 


Ca 


219846900 


rain HC-1 16S ribosomal RNA, partial sequence 
Clostridia; 


219846899 


3034695 30361 
Clostridium. 


219846898 


in DSM 1292 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846891 


HKI 0125 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


219846862 


219846853 


gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 


gifhornensis Bact 
Micromonosporaceae; 
576204 Bacteria_16S 


sibiricus strain 


sibiricus Bacteria; 
Sandaracinobacter. 
576204 Bacteria_16S 
magnetotacticum s 
magnetotacticum B 


Magnetospirillum 


576204 Bacteria_16S 


strain M408/89/1 


Corynebacterium. 


576204 Bacteria_16S 
sundsvallense str 
sundsvallense Bac 


Verrucosispora. 
3196731 3196695 31 
RB16-17 


3198204 3198175 40 


3201161 3201136 42 


3207147 3207122 42 


Corynebacteriaceae; Corynebacterium. 


576204 Bacteria_ 


strain IFO 10550 


strain IFO 15498 


Actinomyces. 


576204 Bacteria_ 
strain WV6 16S ribosomal RNA, partial sequence 
Clostridia; 
576204 Bacteria_ 


Firmicutes; 


strain DSM 43678 


strain DSM 43764 


Actinomadura. 


576204 Bacteria_ 


strain DSM 43067 


Actinomadura. 


576204 Bacteria_ 


16S 3208661 3208625 31 


16S 3210153 3210117 31 


16S 3223795 3223770 42 


16S 3248090 3248057 31 
Clostridiales; 


16S 3249475 3249442 31 


16S 3252475 3252442 31 


16S 


3253973 3253940 31 


16S 3255466 3255433 31 


omycetales; 


omycetales; 


omycetales; 


eria; Actinobacteria; Actinobacteridae; 


68 gi 


69 gi 
67 gi 
67 


gi 


68 gi 


Sphingomonadales; 


68 gi 


Sphingomonadales; 


67 gi 


A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


64 gi 


32 


Clostridiaceae; 


64 gi 


64 gi 


64 


gi 


64 gi 


219846790 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


219846789 


train DSM 3856 16S ribosomal RNA, partial sequence 3198121 319956 
acteria; Proteobacteria; Alphaproteobacteria; 


219846787 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846783 


ain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
teria; Actinobacteria; Actinobacteridae; 


219846782 


16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas 
Proteobacteria; Alphaproteobacteria; 
576204 Bacteria_ 


219846781 


16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas 
Proteobacteria; Alphaproteobacteria; 
576204 Bacteria_ 
strain CCUG 32789 
Bacteria; Actinob 


219846771 
32236 


219846755 
47999 32493 


219846754 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_ 


219846752 


16S ribosomal RNA, partial sequence 3252379 32538 


Actinobacteria; Actinobacteridae; Actin Streptosporangineae; 


219846751 


16S ribosomal RNA, partial sequence 3253877 32553 


Actinobacteria; Actinobacteridae; Actin Streptosporangineae; 


219846750 


lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 


lucentensis Bacte 


Nocardiopsaceae; 


576204 Bacteria_ 


strain DSM 40297 


strain DSM 43377 


576204 Bacteria_ 
dassonvillei subsp. 


Nocardiopsis. 
16S 3256977 3256944 31 


16S 3258490 3258457 31 


16S 3260001 3259968 31 


omycetales; 


omycetales; 


ria; Actinobacteria; Actinobacteridae; 


64 gi 


Actinomyc 


219846749 


16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_ 
16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actin 


Streptosporang 
64 gi|219846748 
Streptosporang 
64 gi| 219846747 


Clostridiaceae; 


inomycetales; 


ial sequen 


rnobacteriaceae; 


Actinomycetales; 


Sphingomonadales; 


Rhodospirillales; 


Actinomycetales; 


Sphingomonadaceae; 


Sphingomonadaceae; 


Actinomycineae; Acti 


NR_026492.1 


NR_026491.1 


ref|NR_026490.1 


ref|NR_026483.1 


ref|NR_026454.1 


ref |NR_026445.1 


Ww 


ref|NR_026382.1 


w 


ref|NR_026381.1 


ref |NR_026379.1 


ref |NR_026375.1 


ref |NR_026374.1 


ref |NR_026373.1 


ref |NR_026363.1 
89 3225098 Actino 


ref |NR_026347.1 


ref|NR_026346.1 
Streptosp 
ref|NR_026344.1 
26 Actinomadura 
Thermomon 


ref |NR_026343.1 
21 Actinomadura 
Thermomon 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 


Clostridium 


3033166 3034644 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 


3036217 3037686 Clostridium 
Clostridium. 


Ornithinicoccus 


3045360 3046851 Ornithinicoccus 
Micrococcineae; 


Granulicatella 


ce 3089141 3090523 Granulicatella 
Granulicatella. 


Verrucosispora 


102586 3104047 Verrucosispora 
Micromonosporineae; 


Sandaracinobacter 


196654 3198070 Sandaracinobacter 
Sphingomonadaceae; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 
Corynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 


Corynebacterineae; 


Sphingomonas mali 


mali Bacteria; 
Sphingomonas. 


Sphingomonas pruni 


pruni Bacteria; 
Sphingomonas. 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 
Clostridium. 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
Streptosporangineae; 


orangiaceae; Nonomuraea. 
Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 


ref |NR_026339.1 


albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 


Nocardiopsis 
3259907 3261367 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


576204 Bacteria_16S 


strain LMG 2142 1 


Proteobacteria; Alphaproteobacteria; 
576204 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


576204 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
576204 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


576204 Bacteria_16S 


strain DSM 20748 


Firmicutes; Bacil 


576204 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


576204 Bacteria_16S 


strain M17C 16S r 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


3261509 3261473 31 68 gi| 219846746 |ref|NR_026338.1 

6S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas 
Sphingomonadales; Sphingomonadaceae; Sphingo 

3304172 3304139 31 64 gi|219846718|ref|NR_026310.1 
6S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

3311647 3311611 31 68 gi| 219846712 |ref|NR_026304.1 
bosomal RNA, partial sequence 3311548 33129 

Sphingomonadales; Sphingomonadaceae; Sphingo 

3357372 3357347 42 67 gi|219846678|ref|NR_026270.1 
ain DSM 9573 16S ribosomal RNA, partial sequence 3357257 335877 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 

Brachybacterium. 

3362063 3362030 31 64 gi|219846675|ref|NR_026267.1 
16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium 
lales; Bacillaceae; Salimicrobium. 

3372592 3372559 31 64 gi|219846668|ref|NR_026260.1 
DSM 6640 16S ribosomal RNA, partial sequence 3372496 337395 
a; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 

3377171 3377146 42 67 gi|219846664|ref|NR_026256.1 
ibosomal RNA, partial sequence 3377063 33785 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae 

3393769 3393744 42 67 gi| 219846649 |ref|NR_026241.1 


576204 Bacteria_16S 


strain DSM 2062 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 


strain DSM 43852 


3396781 3396756 42 67 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 


strain NCTC 10951 


3412091 3412066 42 67 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


576204 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


576204 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


576204 Bacteria_16S 


strain DSM 43205 


Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 


strain DSM 4954 1 


Actinobacteria; Actinobacteridae; Actin 
576204 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


576204 Bacteria_16S 


strain 6843 DSM 1 
Actinobacteria; A 


576204 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


576204 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


576204 Bacteria_16S 


strain DSM 20425 
Actinobacteria; A 


576204 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


576204 Bacteria_16S 


homopropionicum s 
homopropionicum B 


576204 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


3416509 3416484 42 67 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3444464 3444427 31 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3472023 3471990 31 64 gi 


68 gi 


16S ribosomal RNA, par 
omycetales; 
3475081 3475048 31 64 

6S ribosomal RNA, part 


Cory 
gi 


omycetales; Cory 
3476608 3476575 31 64 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3478131 3478106 42 


67 gi 
ctinobacteridae; Actinomycetales; Acti 
3479574 3479549 42 67 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3500761 3500728 31 


64 gi 


ridia; Clostridiales; Clostridiaceae; 
3502194 3502169 42 67 gi 


ctinobacteridae; Actinomycetales; Micr 
3528136 3528103 31 64 gi 


ridia; Clostridiales; Clostridiaceae; 
3529633 3529600 31 64 gi 


train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3531161 3531128 31 64 gi 


omal RNA, partial sequence 


ridiales; Clostridiaceae; Sarcina. 


6S ribosomal RNA, partial sequence 3393663 33951 


oc 
219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


ococcineae 
219846636 
34120 
nomycineae 
219846633 
tial seque 
ae; Actino 


v 


219846613 
ence 34443 
nellaceae; 
219846594 


tial sequence 3471913 34733 


nebacterin 
219846592 


ial sequence 3474975 34764 


nebacterin 
219846591 
al sequenc 
e; 


219846590 


6S ribosomal RNA, partial sequence 3478022 34794 


nomycineae 
219846589 
1 sequence 
Actinomyc 


219846575 


6S ribosomal RNA, partial sequence 3500724 35020 


Clostridiu 
219846574 


16S ribosomal RNA, partial sequence 3502100 35035 


ococcineae 
219846557 


6S ribosomal RNA, partial sequence 3528019 35294 


Clostridiu 
219846556 
ial sequen 
ridiales; 

219846555 


Actinomycet 


evibacteriac 
NR_026239.1 


; Br 
ref 
; Cellulomonadac 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026225.1 
nce 341641 


mycetales; Actin 


ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026186.1 


Nocardiacea 
NR_026184.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref |NR_026182.1 


Actinomycetace 
NR_026181.1 
3479494 348091 
etal inomy 
ref|NR_026167.1 
m. 


ref|NR_026166.1 


, Br 
ref 


evibacteriac 
NR_026149.1 


m. 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Lactobacillus panis 
panis Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Salimicrobium album 
album Bacteria; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 
occineae; 


eae; Brevibacterium. 
Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Actinomyces 

6 3417841 Actinomyces 

omycineae; 


Succiniclasticum 
iclasticum ruminis 
m. 

Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 


ref|NR_026147.1 


3531057 3532455 Sarcina maxima Bacteria; 


Sarcina maxima strain 
Firmicutes; 


576204 Bacteria_16S 3532608 3532575 31 64 gi|219846554|ref|NR_026146.1 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 35339 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

576204 Bacteria_16S 3540386 3540353 31 64 gi| 219846549 |ref|NR_026141.1 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 35417 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 3570945 3570920 42 67 gi| 219846528 |ref|NR_026120.1 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 35723 

Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

576204 Bacteria_16S 3601546 3601521 42 67 gi|219846505|ref|NR_026097.1 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 360294 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomycetaceae; Actinomyces. 

576204 Bacteria_16S 3609098 3609065 31 64 gi|219846499|ref|NR_026091.1 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 

Firmicutes; Bacillales; Planococcaceae; Planococcus. 

576204 Bacteria_16S 3610579 3610546 31 64 gi|219846498|ref|NR_026090.1 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

576204 Bacteria_16S 3613601 3613576 42 67 gi|219846496|ref|NR_026088.1 


strain NCFB 2890 
Firmicutes; 
576204 Bacteria_16S 
strain Pasteur II 
Firmicutes; Clost 
576204 Bacteria_16S 
strain 2585 16S r 
Firmicutes; Clost 
576204 Bacteria_16S 
verrucosospora st 


Thermomonosporaceae; 
576204 Bacteria_16S 
rugatobispora str 
rugatobispora Bac 
Thermomonosporaceae; 
576204 Bacteria_16S 
strain FD 25934 1 


Actinomadura. 
576204 Bacteria_16S 
luteofluorescens 
luteofluorescens 
Thermomonosporaceae; 
576204 Bacteria_16S 
libanotica strain 
libanotica Bacteria; 
Thermomonosporaceae; 
576204 Bacteria_16S 
strain IFO 14679 


Actinomadura. 
576204 Bacteria_1 
strain IFO 14097 


6S 


576204 Bacteria 1 
strain IFO 14525 


6S 


576204 Bacteria_1 
strain IFO 


576204 Bacteria_16S 
strain 104 


576204 Bacteria_16S 
strain IFO 14745 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
6S 3738700 3738667 31 64 gi|219846408|ref|NR_025999.1 

14345 16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
3744557 3744524 31 64 gi|219846404|ref|NR_025995.1 

16S ribosomal RNA, partial sequence 3744485 37458 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
3747480 3747447 31 64 gi| 219846402 |ref|NR_025993.1 

16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
3768527 3768502 42 67 gi| 219846385 |ref|NR_025976.1 


576204 Bacteria_16S 


michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 


16S ribo 
Lactobacillal 


I 16S ribosomal 
ridia; 


ibosomal RNA, 
ridia; 


ain IFO 14382 16S ribo 
teria; Actinobacteria; 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


strain 04745 16S ribos 
Bacteria; Actinobacter 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 


es; 
3710549 3710516 31 
RNA, p 

Clostridiales; 
3719519 3719486 31 
complete 

Clostridiales; 
3724112 3724079 31 


Actinomadura. 
3725573 3725540 31 


Actinomadura. 
3727029 3726996 31 


3728482 3728449 31 


Actinomadura. 
3729941 3729908 31 
Actinobacteria; Ac 


Actinocorallia. 
3731395 3731362 31 


3735778 3735745 31 


3737237 3737204 31 


omycetales; 


64 


64 
sequence 


64 


Actinobacteridae; 


64 


64 


64 


64 


64 


64 


64 


gi 


artial sequence 
Clostridiaceae; 


gi 


3719395 37209 


Clostridiaceae; ostridium. 


gi 


rain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; 


gi 


somal RNA, parti 
Actinobacteridae; 


gi 


ial sequence 3726957 372 
Streptosporang 


gi 


omal RNA, partia 
ia; Actinobacter 


gi 


IFO 14095 16S ribosomal RNA, partial 
tinobacteridae; 


gi 


Stre 


gi 


Stre 


gi 


somal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloioc 


occus. 


219846429 


cl 
219846422 


cl 
219846418 
sequence 


219846417 


219846416 


219846415 
1 
idae; Ac 
219846414 
sequence 
Ac 


219846413 


tial sequence 3731323 37327 
omycetales; 


219846410 


tial sequence 3735706 37371 
omycetales; 


219846409 


tial sequence 3737165 37385 


37104 
ostridium. 


al sequenc 
Actinomycet 


83 


sequence 
ti 


ptosporang 


ptosporang 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


inea 


ref 


inea 
ref 


09 Alloiococcus 


25 3711931 Clost 


3724040 37254 
Actinomycetales; 


e 3725501 37269 
Streptosporangineae; 


59 Actinomadura 
ineae; 


3728410 37298 
nomycetales; 


3729869 37312 
tinomycetale 


31 Actinomadura 


NR_026020.1 


NR_026013.1 


NR_026009.1 
5 


NR_026008.1 
0 
ales; 


NR_026007.1 


Thermomon 


NR_026006.1 
1 


Str 


NR_026005.1 
7 


s; Streptosp 
NR_026004.1 
e; Thermomon 
NR_026001.1 


e; Streptosp 
NR_026000.1 


r 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


Actinomadura 
6 Actinomadura 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 


576204 Bacteria_16S 
IAM 12464 16S rib 
Bacil 
576204 Bacteria_16S 


Bacillales; 


strain NCIMB 1176 
Bacteria; 


Rhizobium/Agrobac 


576204 Bacteria_16S 


strain IAM 13153 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
576204 Bacteria_16S 


centenum strain I 


centenum Bacteria; 


Rhodospirillum. 


576204 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
576204 Bacteria_16S 
seohaensis strain 
seohaensis Bacter 


Erythrobacter. 


576204 Bacteria_16S 


strain CM2104 16S 


aquimaris strain 
Bacteria; Proteob 


576204 Bacteria_16S 


R-7190 16S riboso: 


Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 4049170 4049137 31 64 gi|219846187 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 40504 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
576204 Bacteria_16S 4050603 4050570 31 64 gi|219846186 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Nocardioidaceae; Nocardioides. 

576204 Bacteria_16S 4053544 4053519 42 67 gi| 219846184 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 40549 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
576204 Bacteria_16S 4058080 4058055 42 67 gi|219846181 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequen 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actino 
Micrococcaceae; Citricoccus. 

576204 Bacteria_16S 4061058 4061025 31 64 gi| 219846178 


strain YIM 90010 


Proteob 
576204 Bacteria_16S 
rhizogenes strain 
rhizogenes Bacter 


3959399 3959366 31 
osomal RNA, partial sequence 
laceae; Bacillus. 
3968445 3968416 40 69 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3974280 3974244 31 68 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3975691 3975662 40 
16S ribosomal RNA, 


64 gi 


s 
a; 


69 gi 
complete sequence 

11 
3977180 3977151 40 69 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


qu 


v 


3994728 3994699 40 69 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3996219 3996190 40 69 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


Er 


ue 
a; 


4011216 4011191 42 67 
ribosomal RNA, partial sequence 


gi 


oc 
4035590 4035561 40 69 gi 
SW-110 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingomon 
4040089 4040056 31 64 gi 
mal RNA, partial sequence 


Stre 
gi 


pt 


4074697 4074664 31 64 


strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
576204 Bacteria_16S 4101892 4101859 31 64 gi|219846151 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 4112517 4112492 42 67 gi|219846142 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Brevibacterium. 

576204 Bacteria_16S 4120069 4120044 42 67 gi| 219846137 


strain KMM 3637 1 


Actinobacteria; Actinoba 
576204 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


576204 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


576204 Bacteria_16S 


6S ribo 


cteridae; Actinomycetales; Micrococcineae 
4139975 4139950 42 67 gi| 219846120 

n Ar-1343 16S ribosomal RNA, partial sequence 
ria; Tenericutes; Mollicutes; Entomoplasmatales; 
4160179 4160154 42 67 gi|219846107 

in PLHS-1 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Entomoplasmatales 
4210259 4210226 31 64 gi| 219846068 


219846252 
3959295 39607 


219846246 


age 
219846242 


219846241 


219846240 
R 


219846228 
3994645 39960 


219846227 


219846215 
4011119 40125 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


576204 Bacteria_16S 219846199 


219846196 
4039998 4041459 Ba 


16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 


576204 Bacteria_16S 219846169 


somal RNA, partial sequence 4119951 41 


39683 
llales; 


equence 
Rhizobi 
39756 


aceae; M 


ence 
hodospir 


ythrobac 


nce 
Sphingo 


occineae 


ce 40 
adale 


355 
S; 


cil 


624 


osporang 


214 


ref |NR_025842.1 


ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref |NR_025832.1 

3974188 397555 
ales; Rhizobiace 


’ 


ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025830.1 

3977072 397838 
illales; Rhodosp 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025817.1 

3996136 399757 
monadales; Eryth 


ref|NR_025805.1 


; Intrasporangia 
ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025786.1 
lus fordii Bacte 
ref|NR_025777.1 
inea 
ref 


e; Nocardioi 
NR_025776.1 
4050504 405187 
etales; Propioni 


ref|NR_025774.1 
29 Serinicoccus 
; Intrasporangia 
ref|NR_025771.1 
ce 4057969 405944 
mycetales; Micro 


ref|NR_025768.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025759.1 


Nocardiacea 
NR_025741.1 


eae; 
ref 


NR_025732.1 
112427 411388 
Micrococcin 


ref 
4 
les; 


ref|NR_025727.1 


; Brevibacteriac 
ref|NR_025710.1 
4139871 414138 

Spiroplasmatace 
ref |NR_025697.1 
160075 416159 

; Spiroplasmatac 


rs 


algeriensis strain SA 233 16S ribosomal RNA, partial sequence 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Saccharothrix. 


77 Bacillus firmus Bacteria; 


Bacillus firmus strain 
Firmicutes; 


Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 
Agrobacterium 
6 Agrobacterium 
ae; 


Mycoplana bullata 
ana bullata Bacteria; 


Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Bacillus fordii strain 
ria; Firmicutes; 


Nocardioides aestuarii 


53 Nocardioides aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 

coccineae; 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 


ref|NR_025658.1 
4210162 421159 


Saccharothrix 
0 Saccharothrix 


GTAAAGGCTTACCAAGCCTGCGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCCTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGCCTGGGGCTAATAT 
CCCCGGGTCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGCAGGCGGTTTTGTAAGACAGTGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCATTGTGACTGCAAGGCTAGAGTGCGGCAGAGGGGGATGGAATTC 
CGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTAACTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAG 
TACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGAC 
ATGGCAGGAACTTACCAGAGATGGTTTGGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGCCATTAGTTGCTACATTCAGTTGAGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGC 
AGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATG 
GGAGCGGGTCTCGCCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAG 
GTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAACACATGCAAGTCGAACGGAGAACATTG 
AGCTTGCTTAATGTTCTTAGTGGCGGACGGGTGAGTAACACGTGAGTAACCTGCCTCTGAGAGTGGGATAGCTTCTGGAAACGGATGGTAATACCGCATAACATC 
ATGGATTCGCATGTTTCTGTGATCAAAGATTTATCGCTTAGAGATGGACTCGCGTCTGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCAGTAG 
CCGGACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAG 
CGATGCCGCGTGGAGGAAGAAGGTTTTCGGATTGTAAACTCCTGTTGAAGAGGACGATAATGACGGTACTCTTTTAGAAAGCTCCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATGGCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAG 
ACTGCATTTGAAACTGTTGTTCTTGAGTGAGGTAGAGGTAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACATCGGTGGCGAAGGCGG 
CTTACTGGGCCTTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTAGGTGTGGGGGG 
ACTGACCCCTTCCGTGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTG 
GAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCGAGTGACGTACCTAGAGATAGGTATTTTCTTCGGAACACAAAGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACCATTAGTTGCTACGCAAGAGCACTCTAATGGGACTGCC 
GTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCAATATAACAGAGGGAAGCAATACA 
GCGATGTGGAGCAAATCCCCAAAAATTGTCCCAGTTCAGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCAGATCAGCATGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCGGTAACACCCAAAGCCGGTCGTCTAACCTTNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNCCCTCGAGGTCGACGTTTGATCCTGGCTCAGAACTAACGCTGGCAGTGCGTCTTAAGCATGCAAGTCAAACGAGATGTAG 
CAATACATTTAGTGGCGAACGGGTGAGTAACGCGTGGATGATCTACCTACGAGATGGGGATAACTACTAGAAATAGTAGCTAATACCGAATAAGGTCAATTAATT 
TGTTAATTGATGAAAGGAAGCCTTAAACGTTCGCTTGTAGATGAGTCTGCGTCTTATTAGTTAGTTGGTAGGGTAAATGCCTACCAAGACAATGATAAGTAACCG 
GCCTGAGAGGGTGAACGGTCACACTGGAACTGAGATACGGTCCAGACTCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGGCGAAAGCTGACGGAGCGAAC 
CTGCGTGAATGAAGAAGGTCGAAAGATTGTAAAATTCTTTTATAAATGAGGAATAAGCTTTGTAGGAAATGACAAGGTGATGACGTTAATTTATGAATAAGCCCC 
GGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAAGGGGCGAGCGTTGTTCGGGATTATTGGGCGTAAAGGGTGAGTAGGCGGATATGTAAGTCTATGCATAAA 
ATACACAGCTCAACTGTGGAGCTATGTTGGAAACTGTATATCTAGAGTCTGATAGAGGAAGTTAGAATTTCTGGTGTAAGGGTGGAATCTGTTGATATCAGAAAG 
AATACCGGAGGCGAAGGCGAACTTCTGGGTCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCTGTAAACGA 
TGCACACTTGGTGTTAACTAAAAGTTAGTACCGAACGTAACGCGTTAAGTGTGCCGCCTGGGGAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGC 
GCCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATATATAGGATATAGTTAGAGATAATTATTCCCGTTTGGGG 
TCTATATACAGGTGCTGCATGGTTGTCGTCAGCTCGTGCTGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTATCTGTTACCAGCATGTAATGG 
TGGGGACTCAGATAAGACTGCCGGTGATAAGTCGGAGGAAGGTGAGGATGACGTCAAATCATCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCT 
GTACAAAGCGAAGCGAAGCAGTGATGTGAAGCAAAACGCATAAAGCAGGTCTCAGTCCGGATTGAAGTCTGAACTCGACTTCATGAAGTTGGAATCGCTAGTAAT 
CGTATATCAGAATGATACGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGAGGATACCCGAAGCTATTATTCTAACCCGTAAGG 
GAGGAAGGTATTTAAGGTATGTTTAGTGAGGGGGGTGAAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTC 
AGGATGTAYGCTGGNGGCGTGCCTAATACATGCAAGTCGAGCGAACAGACGAGGAGCTTGCTCCTCTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGATAAC 
CTACCTATAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCAGATAACATGTTGAACCGCATGGTTCAACAGTGAAAGACGGTCTTGCTGTCACTTATAGA 
TGGATCCGCGCCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGT 
CCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTG 
TTATTAGGGAAGAACAAATGTGTAAGTAACTATGCACGTCTTGACGGCACCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTG 
GCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAA 
AACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGA 
CGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCT 
GCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTCTGACCCCTCTAGAGATAGAGTTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAA 
CCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCGAAACCGCGAGGTCAAG 
CAAACCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTATATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTT 
CCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTKTTGGAGCTAGCCGTCGAAGGTGGGACAAATGATTG 
GGGTGAAGTCGTAACAAGGTAAGTCGTNACAAGGTAAGTCGCCACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTACCT 
GGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCTTCCTTCGGGGAGTGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAA 
CCTGCCTCAAAGTGGGGGATAGCCTTCCGAAAGGAAGATTAATACCGCATAATATAAGAGAATCGCATGATTTTCTTATCAAAGATTTATTGCTTTGAGATGGAC 
CCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGGTGATGAAGGTCTTCGGATTGTAAAGCCCTGTTTTC 
TAGGACGATAATGACGGTACYAGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAA 
AGGGTGCGTAGGCGGATGTTTAAGTGGGATGTGAAATCCCCGGGCTTAACCTGGGGGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGCGGAATT 
CCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTAGGGGGTATCAACTCCCCCTGTGCCGCAGTTAACACAATAAGTATCCCGCCTGGG 
GAGTACGGTCGCAAGATTAAAACTCAAAGGAAT TGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTT 
GACATCCCTTGCATAGCCTAGAGATAGGTGAAGCCCTTCGGGGCAAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTAGGTTAAGTCCT 
GCAACGAGCGCAACCCTTGTTATTAGTTGCTACCATTAAGTTGAGCACTCTAATGAGACTGCCTGGGTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTAGGTACAATAAGACGCAAGACCGTGAGGTGGAGCAAAACTTATAAAACCTATCTCAGTTCGGATTGT 
AGGCTGCAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
AGAGCTGGTAACACCCGAAGTCCGTGAGGTAACCGTAAGGAGCCAGCGGCCGAAGGTGGGATTAGTGATTGGGGTGAAGTCGTNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNATGCTTAACACATGCAAGTCGAACGGACTAATTAGGGCTTGCTCTAATTAGTTAGTGGCAGACGGGTGAGTAACACG 
TGGGAATCTGCCCATCAGTACGGAATAACTTTTAGAAATAAAAGCTAATACCGTATATTCTCTACAGAGGAAAGATGTATCGCTGATGGATGAGCCCGCGTCAGA 
TTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCAACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 


576204 Bacteria_16S 4211770 4211737 31 64 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

576204 Bacteria_16S 4216407 4216374 31 64 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

576204 Bacteria_16S 4217905 4217872 31 64 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

576204 Bacteria_16S 16616 16580 31 67 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

576204 Bacteria_16S 51625 51589 31 67 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

576204 Bacteria_16S 71283 71259 40 64 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

576204 Bacteria_16S 72840 72816 40 64 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 727131 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

576204 Bacteria_16S 112156 112120 31 67 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

576204 Bacteria_16S 132071 132051 47 67 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

576204 Bacteria_16S 142683 142647 31 67 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

576204 Bacteria_16S 298110 298082 37 65 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
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576204 Bacteria_16S 1619424 1619404 47 67 gi| 219878463 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobact 
Algoriphagus. 

576204 Bacteria_16S 1620947 1620927 47 67 gi| 219878462 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobac 
Algoriphagus. 

576204 Bacteria_16S 1651289 1651257 37 69 gi|219878441 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial se 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; 
576204 Bacteria_16S 1717019 1716999 47 67 gi| 219878396 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 17183 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacter 
576204 Bacteria_16S 1752003 1751971 37 69 gi| 219878372 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

576204 Bacteria_16S 1902728 1902700 41 69 gi| 219878261 


CIP 106764 16S ri 
Firmicutes; Lacto 


576204 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


576204 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


576204 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


984870 984846 43 
6S ribosomal RNA, 


67 gi 


1039937 1039913 40 64 gi 


1043037 1043013 40 64 gi 


1044593 1044569 40 64 
ribosomal RNA, partial sequence 


gi 


1219723 1219687 31 67 gi 
bacillales; Carnobacteriaceae; Allofus 
1278396 1278372 43 67 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1281347 1281323 43 67 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1289088 1289056 31 

6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1343967 1343931 31 67 gi 
0 16S ribosomal RNA, partial sequence 


gi 


63 gi 


1390642 1390614 40 68 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1587400 1587368 31 63 gi 


v 


bacillales; Enterococcaceae; Enterococ 
1616378 1616358 47 67 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 
1617901 1617881 47 


67 gi 


bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
1923724 1923700 40 64 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 
1949714 1949690 40 64 gi 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
e; Pseudonocardia. 
1960282 1960246 31 67 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
576204 Bacteria_16S 
6S ribosomal RNA, partial sequence 1039882 10413 
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576204 Bacteria_16S 2883168 2883140 41 69 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

576204 Bacteria_16S 2904261 2904213 16 64 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
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576204 Bacteria_16S 3584546 3584514 37 69 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

576204 Bacteria_16S 3686438 3686414 43 67 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 
strain GIH 16S ribosomal RNA, partial sequence 3686364 3687830 Mycoplasma yeatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

576204 Bacteria_16S 3687955 3687931 43 67 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 
strain VIS 16S ribosomal RNA, partial sequence 3687881 3689347 Mycoplasma cottewii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

576204 Bacteria_16S 3692519 3692484 31 67 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 

576204 Bacteria_16S 3774536 3774512 43 67 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

576204 Bacteria_16S 3997713 3997685 40 68 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

576204 Bacteria_16S 4000635 4000607 40 68 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

576204 Bacteria_16S 4043080 4043052 31 59 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

576204 Bacteria_16S 4079337 4079313 43 67 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

576204 Bacteria_16S 4095921 4095897 43 67 gi| 219846155 |ref|NR_025745.1| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

576204 Bacteria_16S 4118492 4118468 43 67 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

576204 Bacteria_16S 4135277 4135253 43 67 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
576204 Bacteria_16S 4136842 4136818 43 67 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

576204 Bacteria_16S 4138408 4138384 43 67 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
576204 Bacteria_16S 4141540 4141516 43 67 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

576204 Bacteria_16S 4143104 4143080 43 67 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

576204 Bacteria_16S 4144670 4144646 43 67 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
576204 Bacteria_16S 4146237 4146213 43 67 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
576204 Bacteria_16S 4147802 4147778 43 67 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

576204 Bacteria_16S 4149367 4149343 43 67 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

576204 Bacteria_16S 4150922 4150898 43 67 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

576204 Bacteria_16S 4152350 4152326 43 67 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

576204 Bacteria_16S 4153916 4153892 43 67 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 


iroplasma. 


576204 Bacteria_16S 4155481 4155457 43 67 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

576204 Bacteria_16S 4157047 4157023 43 67 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
576204 Bacteria_16S 4158613 4158589 43 67 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

576204 Bacteria_16S 4163207 4163183 43 67 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

576204 Bacteria_16S 4173888 4173864 43 67 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
576204 Bacteria_16S 4180041 4180017 43 67 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

576204 Bacteria_16S 4184545 4184521 43 67 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

576204 Fungi_16S 121 88 31 64 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

576204 Fungi_16S 3168 3135 31 64 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

576204 Fungi_16S 7785 7752 31 64 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

576204 Fungi_16S 9272 9239 31 64 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

576204 Fungi_16S 10753 10720 31 64 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

576204 Fungi_16S 1619 1595 40 64 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

576204 Fungi_16S 4719 4695 40 64 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

576204 Fungi_16S 6275 6251 40 64 gi| 265678348 |ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
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3334814 3334902 1 86 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3345429 3345517 1 86 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


2 
1 
; 
se 

2 
1 
; 


e 
al 


3346955 3347043 1 86 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


585070 Bacteria_16S 


3713880 3713968 1 86 gi 


qu 


265678357 
quence 
Actinomyc 


224581419 
uence 
Actinomyc 


219846853 
ence 
Actinomy 


219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 


omonospori 
219846688 


es; 


219878290 


omonospori 
219856904 
6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
219857119 
sequ 
Acti 


219857117 
16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 


omonosp 
219857116 
16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 


omonosp 
219857113 

sequence 
Actinomy 


219846428 


ce 
es; 


219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
omonospori 
219846685 


es; 


19857111 
sequence 
Actinomy 


219856862 
quence 
Actinomyc 


19846695 
sequence 


Actinomy 


219846687 


es; 


219846686 


es; 


219846427 


33434 
Micr 


18659 


e 
n 


ne 


0 
fo} 


01 
ri 


0 
fo} 


16 
EL 


37119 
Micr 


33480 
Micr 


33449 
Micr 


33464 
Micr 


omycet 


ref |NR_028659.1 
1030633 103211 
etales; Micromon 


Micromonospora 
4 Micromonospora 
osporineae; 


ref|NR_027200.1 
1451367 145284 
etales; Micromon 


Micromonospora 
3 Micromonospora 
osporineae; 


NR_026445.1 
102586 310404 
cetales; Micromo 


ref Verrucosispora 
7 Verrucosispora 


nosporineae; 


Ww 


ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref |NR_026280.1| Micromonospora 

22 3344899 Micromonospora inositola 
omonosporineae; Micromonosporaceae; 


ref|NR_025429.1 
35 1867442 Asanoa 
neae; Micromonosporaceae; Asanoa. 
ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 

neae; Micromonosporaceae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 


, 


ref|NR_024747.1| Actinoplanes 
e 2795622 2797094 Actinoplanes 
ales; Micromonosporineae; 


ref|NR_024745.1 
36 Actinoplanes lobatus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 

2804752 2806224 Actinoplanes 
cetales; Micromonosporineae; 


Actinoplanes lobatus 


ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026277.1| Micromonospora 

02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


ref|NR_024681.1 
2890502 289195 
etales; Micromon 


Actinoplanes 
8 Actinoplanes 
osporineae; 


ref |NR_026287.1 
3334351 333579 
cetales; Micromo 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


Micromonospora 
monospora aurantiaca 
Micromonosporaceae; 


ref |NR_026279.1 
50 3346425 Micro: 
omonosporineae; 


ref |NR_026278.1 
76 3347951 Micro: 
omonosporineae; 


Micromonospora 
monospora halophytica 
Micromonosporaceae; 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 


ref|NR_026018.1| Actinoplanes 
3713443 3714853 Actinoplanes 


philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Actinoplanes. 
585070 Bacteria_16S 3330297 3330385 1 86 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 1531844 1531932 1 86 gi 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, par 
matsumotoense Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; Micromonospora. 
585070 Bacteria_16S 265162 265250 1 86 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
585070 Bacteria_16S 2167768 2167856 1 86 gi 
strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
585070 Bacteria_16S 2246531 2246619 1 86 gi 
puniciscabiei strain S77 16S ribosomal RNA, partial seq 
puniciscabiei Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 2260420 2260508 1 86 gi 
thermospinosisporus strain AT10 16S ribosomal RNA, part 
thermospinosisporus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 2832403 2832491 1 86 gi 
strain IMC S-0802 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
585070 Bacteria_16S 2938004 2938092 1 86 gi 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partia 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Actinoalloteichus. 

585070 Bacteria_16S 2980511 2980599 1 86 gi 
thermovulgaris strain R10 16S ribosomal RNA, partial se 
thermovulgaris Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 3449490 3449578 1 
strain NRRL 2418 16S ribosomal RNA, 


e; 


p 
1 
7 


86 gi 
complete sequence 


pt 


ia 
te 


= 


219846698 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 33312 
omonospori 
219857427 
tial seque 
e; Actinomycet 


265678883 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 26613 
donocardin 
219857623 
2167280 21687 
omycinea 
219857568 
ue 


nce 


219857559 
1 sequen 
ridae; Actin 


219856902 
28319 
omycinea 
219856831 
sequence 
Actinomy 


219846936 
qu 
ae 


ence 


’ 


219846610 
34490 


Actinomycet 


Actino: 


ref|NR_026290.1| Pilimelia terevasa 

92 Pilimelia terevasa Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_025015.1| Micromonospora 

nce 1531359 1532864 Micromonospora 
ales; Micromonosporineae; 


ref|NR_029189.1| Kutzneria viridogrisea 

4 Kutzneria viridogrisea Bacteria; 

eae; Pseudonocardiaceae; Kutzneria. 

ref|NR_025212.1| Streptomyces speibonae 

69 Streptomyces speibonae Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_025156.1| Streptomyces 
2246040 2247565 Streptomyces 

ales; Streptomycineae; 


ref|NR_025147.1 
ce 2259931 226145 
omycetales; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024650.1 
2937540 293900 
cetales; Pseudon 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Actinoalloteichus 

7 Actinoalloteichus 

ocardineae; 


ref|NR_026528.1 
2980041 298152 
mycetales; Strep 


Streptomyces 
6 Streptomyces 
tomycineae; 


ref|NR_026202.1 
03 3450520 Strept 


Streptomyces caelestis 
omyces caelestis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

585070 Bacteria_16S 3638021 3638109 1 86 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 3639573 3639661 1 86 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 1221632 1221723 1 89 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

585070 Bacteria_16S 2941045 2941133 1 86 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

585070 Bacteria_16S 2942561 2942649 1 86 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

585070 Bacteria_16S 3324202 33242901 86 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

585070 Bacteria_16S 3325729 3325817 1 86 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

585070 Bacteria_16S 3327250 3327338 1 86 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

585070 Bacteria_16S 3328769 3328857 1 86 gi|219846699|ref|NR_026291.1| Dactylosporangium 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Dactylosporangium. 


585070 Bacteria_16S 3342382 33424701 86 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
585070 Bacteria_16S 65635 65723 L 86 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 
585070 Bacteria_16S 342863 342951 1 86 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 
585070 Bacteria_16S 403267 403355 1 86 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 409423 409511 1 86 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 426529 426617 1 86 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 
585070 Bacteria_16S 656583 656671 1 86 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 1307532 1307620 1 86 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 1474381 1474469 1 86 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 1488214 1488302 1 86 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 1559012 1559100 1 86 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
585070 Bacteria_16S 1595497 1595585 1 86 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 1597045 1597133 1 86 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 1598593 1598681 1 86 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 1601689 1601777 1 86 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 1771973 1772061 1 86 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 1773471 1773559 1 86 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 1980382 1980470 1 86 gi|219878208|ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
585070 Bacteria_16S 2056900 2056988 1 86 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


585070 Bacteria_ 


16S 2058439 2058527 1 86 gi 


219878152 


ref|NR_025291.1| Streptomyces 


thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 2257296 2257384 1 86 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 2553900 2553988 1 86 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

585070 Bacteria_16S 2753959 2754047 1 86 gi|219857150|ref|NR_024778.1| Planomonospora alba 


strain JCM 9373 1 


Planomonospora. 
585070 Bacteria_ 


strain JCM 9920 1 


16S 2773608 2773696 1 86 gi 


Strept 


6S ribosomal RNA, partial sequence 2753496 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


6S ribosomal RNA, partial sequence 2773134 27 


ospor 


219857135 
746 


549 
ang 


39 Planomonospora alba Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_024763.1| Streptomyces peucetius 
19 Streptomyces peucetius Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 2776683 2776771 1 86 gi| 219857132 |ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 2797610 2797698 1 86 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 


Cryptosporangiaceae; Cryptosporangium. 


585070 Bacteria_16S 2830865 2830953 1 86 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 2977444 2977532 1 86 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 
585070 Bacteria_16S 


strain DSM 20032 


Streptomyces. 


3454151 3454239 1 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


585070 Bacteria_16S 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
585070 Bacteria_16S 
acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 
585070 Bacteria_16S 


strain CPJVR-H 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 


strain B22P3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 


strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
585070 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


585070 Bacteria_16S 


strain K97-0003 1 


strain IAM 14851 
Actinobacteria; A 


S ribosomal RNA, partial sequence 


598731 598818 2 86 
ribosomal RNA, partial sequence 


gi 


1907358 1907449 1 89 gi 
16S ribosomal RNA, partial sequence 


2421495 2421586 1 89 gi 
rain PDB9 16S ribosomal RNA, partial seq 
cteria; Actinobacteria; Actinobacteridae 
dococcus. 

2724224 2724312 1 


86 gi 


2901551 2901642 1 89 gi 


ctinobacteridae; Actinomycetales; Microc 


585070 Bacteria_16S 


thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 


585070 Bacteria_16S 


2978976 2979055 1 77 gi 
rain A1484 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacteridae 
Streptomyces. 


v 


, 


, 


3321145 33212361 89 gi 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 


4126077 41275 
Streptomycineae; 
265678653 

598291 59976 
Streptomycineae; 
219878258 


19068 


mycineae 
219857445 
uence 


Actino: 


219857172 
6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 


omonospori 
219856855 
16S ribosomal RNA, partial sequence 2901061 29025 
occineae 
219846937 
quence 


Actino: 


219846705 


ref|NR_026199.1| Kocuria kristinae 
36 Kocuria kristinae Bacteria; 


occineae; Micrococcaceae; Kocuria. 
3490665 3490753 1 86 gi| 219846582 |ref|NR_026174.1| Streptomyces 
DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
3927186 3927274 1 86 gi| 219846276 |ref|NR_025866.1| Streptomyces 
in RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
4126550 4126638 1 86 gi|219846132|ref|NR_025722.1| Streptomyces africanus 


64 Streptomyces africanus Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_028958.1| Streptomyces javensis 
1 Streptomyces javensis Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_025397.1| Actinomyces catuli 
68 1908267 Actinomyces catuli Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref |NR_025033.1] Rhodococcus 

2421026 2422502 Rhodococcus 
mycetales; Corynebacterineae; 


ref|NR_024800.1| Longispora albida 

14 Longispora albida Bacteria; 

neae; Micromonosporaceae; Longispora. 

ref|NR_024674.1| Leucobacter albus 

46 Leucobacter albus Bacteria; 

; Microbacteriaceae; Leucobacter. 

ref|NR_026529.1|] Streptomyces 
2978510 2979990 Streptomyces 

mycetales; Streptomycineae; 


ref|NR_026297.1| Gordonia hirsuta 


strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


585070 Bacteria_16S 3481453 3481544 1 89 gi|219846588|ref|NR_026180.1| Actinomyces howellii 
strain NCTC 11636 16S ribosomal RNA, partial sequence 3480966 3482380 Actinomyces howellii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
585070 Bacteria_16S 1245928 1246018 1 88 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
585070 Bacteria_16S 1668586 1668664 1 76 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
585070 Bacteria_16S 1848241 1848319 1 76 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

585070 Bacteria_16S 1954592 19546701 76 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

585070 Bacteria_16S 3412486 3412564 1 76 gi|219846636|ref|NR_026228.1| Actinomyces viscosus 
strain NCTC 10951 16S ribosomal RNA, partial sequence 3412006 3413422 Actinomyces viscosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
585070 Bacteria_16S 3734676 3734754 1 76 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

585070 Bacteria_16S 437412 437502 1 88 gi|265678763|ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

585070 Bacteria_16S 460336 460426 1 88 gi|265678744|ref|NR_029049.1]| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

585070 Bacteria_16S 789463 789552 1 87 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

585070 Bacteria_16S 917526 917615 1 87 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

585070 Bacteria_16S 1350464 1350553 1 87 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 


DSM 43247 16S rib 


osomal RNA, partial sequence 


1349993 13514 


64 Gordonia bronchialis DSM 43247 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
585070 Bacteria_16S 1563434 1563524 1 88 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

585070 Bacteria_16S 1673077 1673167 1 88 gi| 219878426 |ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

585070 Bacteria_16S 1674600 1674690 1 88 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

585070 Bacteria_16S 1758605 1758694 1 87 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

585070 Bacteria_16S 1809982 1810071 1 87 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

585070 Bacteria_16S 2232912 22330011 87 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

585070 Bacteria_16S 3023008 3023097 1 87 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

585070 Bacteria_16S 3039736 3039825 1 87 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

585070 Bacteria_16S 3380618 3380707 1 87 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 


strain DSM 44015 


16S ribosomal RNA, complete sequence 


3380149 3381618 Gordon 


ia hydrophobica 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


AGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATA 
ATGACGTTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGAGTGCGTA 
GGCGGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTTAACCTCGGAATTGCTTTCAAAACTACTAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAG 
AGGTGAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGATCATCTAGGCTATAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATATCGGGAGAATATCTCTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCA 
AGATTAAAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGCGAAAAACCTTACCAACCCTTGACATGGTGGTCG 
CGGATTGCAGAGATGCTTTCCTTCAGTTCGGCTGGACCACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCATTCTTATTTGCCAGCGGATAATGCCGGGAACTATAAGAAAACTGCCAGTGATAAGCTGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCC 
TTACGGGTTGGGCTACACGCGTGCTACAATGGTGTTTACAGAGGGAAGCAAAACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTG 
CAACTCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACTGCCCGTCACGCCATGGGAGTT 
GGTTTTACCTGAAGGTGGTGAGC TAACGCAAGAGGCAGCCAACCACGGTAAAATTAGCGACTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNATGCTTAACACATGCAAGTCGGACGGACTGATTGGGGTTTTCTCCAGTTAGTGAGTGGCGAACGGGTGAGTAACACGTGGGAA 
TCTGCCCATCAGTACGGAATAACTTTTAGAAATAAAAGCTAATACCGTATATTCTCTACGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGTCGGATTAGGT 
AGTTGGTGAGGTAACGGCTCACCAAGCCGACGATCTGTAGTTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGAGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATAATGACG 
TTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGAGTGCGTAGGCGGT 
TTAGTAAGTTGGAAGTGAAAGCCCGGGGCTTAACCTCGGAATTGCTTTCAAAACTACTAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAGGTGA 
AATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGGGCTACGACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAGTGCTAGATATCGGAAGAGTCTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGCGAAAAACCTTACCAACCTTTGACATGGTGGTTGCGGATC 
GCAGAGATGCTTTCCTTCAGTTCGGCTGGACCACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGG 
GTTGGGCTACACGCGTGCTACAATGGTGTTTACAGAGGGAAGCAAGACGGTAACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCAACTC 
GAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACTGCCCGTCACGCCATGGGAGTTGGTTTT 
ACCTGAAGGTGGTGAGC TAACGCAAGAGGCAGCCAACCACGGTAGAATTAGCGACTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNACTGNCCTCAGAACGAACGCTGNCGNCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGCAAACGGGTGAGTAACG 
CGTGGGAATCTACCCCTCTCTNCGGAATAACACAGAGAAATTTGTGCTAATACCGTATACGTCCCACAGGGAGACCTTTGGGAGAAAGATTTATCGGAGATGGAT 
GAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAAAGGCTTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTT 
CACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGC 
GTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGGATATCTTGAGTGTGGAAGAGGTGAGTGG 
AATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGC TGAGGTGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTTTACTGCTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTG 
GGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCC 
TTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCA 
AGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTT 
CGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAGCGACTGGGGTNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGGGTGAGTAACACGTAGGTAACCTGCCCCTAAGACGAGGATAACAGTTGGAAACGACTGCTAAGACTGGATAGG 
AGTATTTGAGGCATCTTGAATACTTTAAAAGACCTTTGGGTATGCTTAGGGAGGGGCCTGCGGCGCATTAGTTAGTTGGTGAGGTAAAGGCTTACCAAGACGATG 
ATGCGTAGCCGGACTGAGAGGTTGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGTCAATGGGGGAAACCC 
TGAACGAGCAACGCCGCGTGAACGAAGAAGTACTTCGGTACGTAAAGTTCTTTTATTAGGGAAGAATGGCTGGTGGAAAAACCAGAATGACGGTACCTAATGAAT 
AAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGTCTATAATGTCTGA 
GGTATAAGTGCAGTGCTCAACGCTGTGATGCTTTAGAAACTGATAGGCTAGAGTGAGATAGAGGCAAGTGGAATTCCATGTGTACGGTAAAATGCGTAAATATAT 
GGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGTCTATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAGTACTAAGTGTTGGAGAAATTCAGTGCTGTAGTTAACGCAATAAGTACTCCGCCTGAGTAGTACGTACGCAAGTATGAAACTTAAAGGAATTGACGG 
GACCCCGCACAAGCGGTGGATCATGTTGTTTAATTCGAGGATACACGAAAAACCTTACCAGGTCTTGACATACTCTGCAAGTCTATAGAGATATAGAGGAGGCTA 
ACAGATGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGCTAGTTACCATCATTAAGTT 
GGGGACTCTAGCGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACAAACGTGATACAATGGCTGA 
AACAAAGGGAAGCGAAAGAGTGATCTGGAGCGAAACCCATAAAAGCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAAT 
CGCGAATCAGCAAGTCGCGGTGAATACGTTCTCGGGGTTTGTACACACCGCCCGTCAAACCACGAAAGTCAGCAATACCCAAAGCCGGTGGCCTAACCGTAAGGA 
GGGAGCCGTTTAAGGTAGGGTTGATGATTGGGGTTAAGTCGTAACAAGGTATCCCTACCGGAAGGTGGGGATGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACCAATAAGAAGCTTGCTTTTT 
GTTGGTTAACGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACCGGGATAACTCCGGGAAACCGGTGCTAATACCGGATAGATTATCTTTCCGCCT 
GGAGAGATAAGGAAAGATGGCTTTTGCCATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGCGTAGCCGA 
CCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAAC 
GCCGCGTGAGCGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTATCGGAGGAAATGCCGGTACCTTGACGGTACCTGACGAGAAAGCCA 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAA 
ATCTTGCGGCTCAACCGCAAGCGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAG 
GAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
ATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGNNGCAAGCCTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTCCTGACCCCCCTGGAGACAGGGTCTTCC 
CTTCGGGGACAGGATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGGTTCTAGTTGCCAGC 
ATTCAGCTGGGCACTCTAGAGCGACTGCCGGCGACAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACA 
ATGGATGGTACAAAGGGCAGCGAAGCGGCGACGCATGAGCGAATCCCAGAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAA 
CCGTAAGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGCCCGCCCCGACT 
GAATCCTTCGGGATGACGACGGGATCCGGGCAGTGGCGGACGGGTGAGTAACGCGTGGAGAACCTGTCTTTCAGTCCGGGATAACCTGGCGAAAGCCGGGCTAAT 
CCCGGATAGACTGTCGGATGAGCATTCAACTGACAGGAAAGGCGGTTTATCCGTTGCTGAGAGAGGGCTCCGCGTCGGATTAGCTAGTTGGTGAGGTAACAGCTC 
ACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAA 
TGGGCGAAAGCCTGACGGAGCAACGCCGCGTGGGTGACGAAGGCCTTCGGGTCGTAAAGCCCTGTCCTCAGGGAAGAACCCTTACAGGAGGAAATGCCTGTAAGC 


585070 Bacteria_16S 4032893 4032971 1 76 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
585070 Bacteria_16S 109443 109531 1 86 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

585070 Bacteria_16S 123368 123456 1 86 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
585070 Bacteria_16S 368110 368198 1 86 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 374086 374174 1 86 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

585070 Bacteria_16S 435828 435916 1 86 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 


putterlickiae Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Kitasatospora. 


e; Actinomycet 


ales; 


Strept 


omycineae; 


585070 Bacteria_16S 553594 553682 1 86 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 600260 600348 1 86 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 641573 641661 1 86 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

585070 Bacteria_16S 646271 646359 1 86 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
585070 Bacteria_16S 647802 647890 1 86 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

585070 Bacteria_16S 668703 668791 1 86 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

585070 Bacteria_16S 786417 786505 1 86 gi| 265678521 |ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 


beijiangensis Bac 


Streptomycetaceae; 
585070 Bacteria_16S 
scopiformis strain A25 16S ribosomal RNA, partial seque 


teria; Actinobacteria; Actinobacterida 
Streptomyces. 
876102 876190 1 


86 gi 


e; Actinomycet 


265678461 
nce 


ales; Strept 
ref|NR_028764.1 


875686 877087 Strept 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptomyces. 
585070 Bacteria_16S 877607 877695 1 86 gi|265678460|ref|NR_028763.1 


strain AS4.0578 1 


6S ribosomal RNA, partial sequence 877138 87856 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
585070 Bacteria_16S 912817 912905 1 86 gi| 265678436 |ref|NR_028738.1 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Actinosynnemataceae; Lechevalieria. 

585070 Bacteria_16S 914375 914463 1 86 gi| 265678435 |ref|NR_028737.1 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 


omycineae; 
Streptomyces 
omyces scopiformis 


eptomycetaceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lechevalieria 

913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


585070 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


585070 Bacteria_16S 


scabrisporus stra 
scabrisporus Bact 


Streptomycetaceae; 
585070 Bacteria_16S 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 


Pseudonocardineae; Actinosynnemataceae; 


968472 968560 1 86 gi 


265678398 


nnema. 
ref |NR_028700.1 


Actinosy 


rain YC75 16S ribosomal RNA, partial sequence 967981 969477 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
; Kitasatospora. 

1097600 1097688 1 86 gi|265678311|ref|NR_028613.1 
in KM-4927 16S ribosomal RNA, partial sequence 1097121 109859 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
; Streptomyces. 

1161202 11612901 86 gi|228721225|ref|NR_027604.1 


1160739 1162206 Nakamu 


Kitasatospora 
Kitasatospora 
tomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Nakamurella 
rella multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 

585070 Bacteria_16S 1233811 1233903 1 90 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

585070 Bacteria_16S 1333634 1333722 1 86 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

585070 Bacteria_16S 1425780 1425868 1 86 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 1427345 1427433 1 86 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 1439717 1439805 1 86 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
585070 Bacteria_16S 1460788 1460876 1 86 gi|224581412|ref|NR_027193.1| Kocuria carniphila 


strain CCM 132 16 


S ribosomal RNA, partial sequence 


1460297 14618 


11 Kocuria carniphila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

585070 Bacteria_16S 1501646 1501734 1 86 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

585070 Bacteria_16S 1536349 1536437 1 86 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

585070 Bacteria_16S 1539471 1539559 1 86 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
585070 Bacteria_16S 1542580 1542668 1 86 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

585070 Bacteria_16S 1556024 1556112 1 86 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

585070 Bacteria_16S 1557518 1557606 1 86 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

585070 Bacteria_16S 1575523 1575611 1 86 gi| 219856867 |ref|NR_024686.1| Lentzea waywayandensis 


strain JCM 9114 1 


strain DSM 40258 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
585070 Bacteria_16S 1590856 1590944 1 86 gi|219878484 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 1592404 1592492 1 86 gi| 219878483 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial 

rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobact 
Streptomycineae; Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 1593950 1594038 1 86 gi| 219878482 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequ 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Acti 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 1600141 1600229 1 86 gi| 219878478 


strain DSM 40597 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


, 


585070 Bacteria_16S 


humiphilum strain 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
585070 Bacteria_16S 
16S ribosomal RNA, partial sequence 1588843 15903 


16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


donocardin 


1589308 1589396 1 86 gi| 219878485 


Stre 
gi 


ptomycinea 
219878353 
sequence 
Actinomyc 


1774968 1775056 1 86 


Streptomyces. 


26 Lentzea waywayandensis Bacteria; 
eae; Actinosynnemataceae; Lentzea. 
ref|NR_025624.1| Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025623.1| Streptomyces 

1590391 1591888 Streptomyces 
cetales; Streptomycineae; 


ref 
sequ 
erid 


NR_025622.1 
ence 159193 
ae; Actinomy 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


ref|NR_025617.1 
73 Streptomyces violens Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025492.1| Streptomyces 

1774532 1775979 Streptomyces 
etales; Streptomycineae; 


Streptomyces violens 


1900261 1900349 1 86 gi| 219878263 
DSM 12362 16S ribosomal RNA, partial sequence 


ref|NR_025402.1| Ornithinimicrobium 
1899804 1901109 Ornithinimicrobium 


humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Ornithinimicrobium. 


585070 Bacteria_16S 
strain CCUG 35957 


585070 Bacteria_16S 
strain DSM 43030 


585070 Bacteria_16S 


aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
585070 Bacteria_16S 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
585070 Bacteria_16S 
NRRL B-24104 16S 


585070 Bacteria_16S 


albus strain JL 83 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
585070 Bacteria_16S 


2035228 2035316 1 


2110302 21103901 


2173836 2173924 1 


2248108 2248196 1 


2342239 23423271 


2552339 2552427 1 


2577055 2577143 1 


86 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


86 


86 


86 


86 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


86 


complete sequence 


86 


gi|219878171 


gi|219873436 


16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219857619 


gi|219857567 


gi| 219857500 
2341772 23432 


219857342 
25518 


gi 


gi|219857283 


Actinomycetales; 


Actinomycetales; 


Streptomycineae; 


ref |NR_025310.1 


2034753 2036233 Rothia 
Micrococcaceae; 


ref|NR_025250.1 


ref |NR_025208.1 


ref|NR_025155.1 


ref|NR_025088.1 


ref|NR_024930.1 


ref|NR_024914.1 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 

Streptomyces humiferus 


humiferus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Rhodococcus 


2173451 2174859 Rhodococcus 
Corynebacterineae; 


Streptomyces 


2247616 2249142 Streptomyces 
Streptomycineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 
Pseudonocardiaceae; 


Crossiella. 
Streptacidiphilus 


53 2553362 Streptacidiphilus albus 
Streptomycetaceae; 


Cellulomonas iranensis 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 


585070 Bacteria_16S 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; 


2609296 2609384 1 


Pseudonocardiaceae; Amycolatopsis. 


585070 Bacteria_16S 
sphaerica strain 


Streptosporangiaceae; 
585070 Bacteria_16S 
terrae strain IFO 


Actinokineospora. 
585070 Bacteria_16S 
venezuelae strain 


Streptomycetaceae; 
585070 Bacteria_16S 
parontospora subsp. 


Actinomycetales; 
585070 Bacteria_16S 
cineracea strain 


Streptomycetaceae; 
585070 Bacteria_16S 


2752463 2752551 1 


Planomonospora. 


2760022 27601101 


2772073 27721611 


2821784 2821872 1 


2843042 28431301 


SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Kitasatospora. 


2939522 2939610 1 


86 


86 


JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


86 


15668 16S ribosomal RNA, partial sequence 27595 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


86 


JCM 4526 16S ribosomal RNA, partial sequence 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


86 


86 


complete sequence 


86 


IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


585070 Bacteria_16S 


luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


luteolum Bacteria; 
Microbacterium. 
585070 Bacteria_16S 


2959079 29591711 


3092507 3092595 1 


90 


86 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


585070 Bacteria_16S 
strain TAGA27 16S 


585070 Bacteria_16S 
strain ATCC 25470 


585070 Bacteria_16S 


3094026 3094114 1 


3104567 3104655 1 


3236292 3236380 1 


86 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


86 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


86 


griseocarneus strain DSM 40004 16S ribosomal RNA, 


griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
585070 Bacteria_16S 


3369957 3370045 1 


86 


gi| 219857259 
Actinomyc 
gi|219857151 


gi| 219857146 


gi| 219857136 
Actinomyce 


gi| 219856909 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangineae; 


Plano: 


gi| 219856895 


gi| 219856830 
2939058 29405 


gi|219856817 


gi| 219846860 
3092041 30935 
Micrococcineae 
gi|219846859 
3093562 30950 
Micrococcineae 
gi|219846852 
31040 


Streptomycineae; Streptomyceta 


gi|219846763 


complete sequence 3235806 323732 
Actinomycetales; 


NR_024890.1 
etales; 


ref|NR_024779.1 
2752000 275344 
ales; 


ref|NR_024774.1 


donocardineae; 


ref|NR_024764.1 
2771601 277308 
tales; 


ref |NR_024730.1 


monospora. 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 
ref |NR_024649.1 
eae; Actinosynne 
ref |NR_024636.1 

2958622 296006 
les; Micrococcin 
ref |NR_026452.1 


; Micrococcaceae 
ref|NR_026451.1 


; Micrococcaceae 
ref|NR_026444.1 
98 3105578 Strept 
ref |NR_026355.1 


Strept 


gi|219846670 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 


partial sequence 
antibiotica Bacteria; Actinobacteria; 
Streptosporangiaceae; 


Cellulomonas. 
Amycolatopsis 


2608828 2610322 Amycolatopsis 
Pseudonocardineae; 


Planomonospora 
5 Planomonospora 


Streptosporangineae; 


Actinokineospora 


56 2761026 Actinokineospora terrae 
Actinosynnemataceae; 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Planomonospora 
2821321 2822766 


Actinobacteridae; 


Kitasatospora 
5 Kitasatospora 
ineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Microbacterium 

1 Microbacterium 

eae; Microbacteriaceae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 

Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Streptomyces 

0 Streptomyces 
omycineae; 


ref|NR_026262.1 
3369499 337094 


Streptosporangium 
8 Streptosporangium 


carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

585070 Bacteria_16S 3415423 34155111 86 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 

585070 Bacteria_16S 3447923 3448011 1 86 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 3467835 3467923 1 86 gi| 219846597 |ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

585070 Bacteria_16S 3473924 3474012 1 86 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 
strain : DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
585070 Bacteria_16S 3484469 3484557 1 86 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 3486036 3486124 1 86 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 3487602 3487690 1 86 gi|219846584|ref|NR_026176.1| Actinotalea fermentans 
strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 3488602 Actinotalea fermentans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Actinotalea. 
585070 Bacteria_16S 3508664 3508756 1 90 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

585070 Bacteria_16S 3523917 3524005 1 86 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

585070 Bacteria_16S 3571339 3571427 1 86 gi|219846528|ref|NR_026120.1| Turicella otitidis 


strain 234/92 16S 
Actinobacteria; Actinobacteridae; 
585070 Bacteria_16S 
paracochleata str 
paracochleata Bac 
Streptomycetaceae; Kitasatospora. 
585070 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae; Kitasatospora. 
585070 Bacteria_16S 
strain OS-3256 16 


585070 Bacteria_16S 
atramentaria stra 
atramentaria Bact 
Thermomonosporaceae; 
585070 Bacteria_16S 
strain IFO 15965 


Actinomadura. 


ribosomal RNA, partial sequence 


3641142 36412301 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


3642667 3642755 1 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3644199 3644287 1 
S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
3733221 3733309 1 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 


3902782 3902870 1 
16S ribosomal RNA, partial sequence 3902319 39037 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


585070 Bacteria_16S 


strain ATCC 19812 16S ribosomal RNA, 


Actinobacteria; Actinobacteridae; Actinomycetales; 
3920864 3920952 1 


585070 Bacteria_16S 
strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 

585070 Bacteria_16S 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 


16S ribosomal RNA, 


3919283 39193711 


3922445 3922533 1 
n ATCC 14975 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


3924025 3924113 1 
ain ATCC 27449 16S ribosomal RNA, 


teria; Actinobacteria; Actinobacterida 


3925606 3925694 1 


acteria; Actinobacteridae; Actinomycet 


kineae; Cryptosporangiacea 

86 gi|219846281|ref|NR_025871.1 

complete sequence 3918787 3920316 Strept 

Streptomycineae; Streptomyceta 

86 gi|219846280|ref|NR_025870.1 

complete sequence 3920367 3921897 Strept 

ales; Streptomycineae; Str 

86 gi|219846279|ref|NR_025869.1 

complete sequence 3921948 392347 
Actinomycetales; 

86 gi|219846278|ref|NR_025868.1 

complete sequence 392352 

e; Actinomycetales; Strept 

86 gi| 219846277 |ref|NR_025867.1 


3570843 35723 


Bifidobacteriales; Turicella. 

86 gi| 219846478 |ref 
quence 
e; Actinomycet 

86 gi| 219846477 |ref 
sequence 
Actinomycetal 

86 gi| 219846476 |ref 


3643713 36451 


Streptomycineae; S 

86 gi|219846412|ref 
equence 

; Actinomyceta 

86 gi| 219846293 |ref 


3640656 36421 


3642181 36436 
Streptomycineae; 


93 Kitasatospora 


3732782 37341 


NR_026070.1 
3 
ales; Strept 
NR_026069.1 
6 


es; 
NR_026068.1 


treptomyceta 
NR_026003.1 
9 
° 


les; Strept 


NR_025883.1 


03 Turicella otitidis Bacteria; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Actinomadura 
0 Actinomadura 
sporangineae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 


diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

585070 Bacteria_16S 3928767 3928855 1 86 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 


585070 Bacteria_16S 4115800 4115888 1 86 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

585070 Bacteria_16S 4201518 4201606 1 86 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 


olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 4203016 4203104 1 86 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 4204564 4204652 1 86 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
585070 Bacteria_16S 68662 68753 L 89 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 118777 118880 1 100 gi|265678983|ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 
585070 Bacteria_16S 159858 159949 1 89 gi|265678956|ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 
585070 Bacteria_16S 401732 401823 1 89 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 
585070 Bacteria_16S 524582 524673 1 89 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
585070 Bacteria_16S 618772 618863 1 89 gi| 265678639 |ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
585070 Bacteria_16S 635405 635508 1 100 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

585070 Bacteria_16S 636936 637039 1 100 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

585070 Bacteria_16S 888254 888342 1 86 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 


585070 Bacteria_16S 911295 911386 1 89 gi|265678437|ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

585070 Bacteria_16S 1170313 1170417 1 101 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 
585070 Bacteria_16S 1256363 1256454 1 89 gi|219857144|ref|NR_024772.1| Corynebacterium 

efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


585070 Bacteria_16S 1316715 1316818 1 100 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

585070 Bacteria_16S 1573998 1574086 1 86 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 


strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 
585070 Bacteria_16S 1676099 1676178 1 qt gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


585070 Bacteria_16S 1677616 1677695 1 77 gi|219878423|ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
585070 Bacteria_16S 1679137 1679216 1 TT gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
585070 Bacteria_16S 1697550 1697641 1 89 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
585070 Bacteria_16S 1788509 1788600 1 89 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 
585070 Bacteria_16S 1811511 1811602 1 89 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
585070 Bacteria_16S 1819188 1819279 1 89 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
585070 Bacteria_16S 1820721 1820812 1 89 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 
585070 Bacteria_16S 2493877 2493980 1 100 gi|219857387|ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 
585070 Bacteria_16S 2612396 2612475 1 77 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
585070 Bacteria_16S 2784149 2784240 1 89 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 
585070 Bacteria_16S 2814237 2814340 1 100 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
585070 Bacteria_16S 2894024 2894115 1 89 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
585070 Bacteria_16S 2895519 2895610 1 89 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
585070 Bacteria_16S 2897013 2897104 1 89 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 
585070 Bacteria_16S 2954644 2954733 1 87 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
585070 Bacteria_16S 3115083 31151741 89 gi| 219846845 |ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
585070 Bacteria_16S 3148114 3148205 1 89 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
585070 Bacteria_16S 3225621 32257241 100 gi|219846770|ref|NR_026362.1| Janibacter limosus 
strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 3226621 Janibacter limosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
585070 Bacteria_16S 3504098 3504189 1 89 gi|219846573|ref|NR_026165.1| Agromyces ramosus 
strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 3505104 Agromyces ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
585070 Bacteria_16S 3507143 3507234 1 89 gi|219846571|ref|NR_026163.1| Microbacterium 


testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 


3506673 350814 


1 Microbacterium 


testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
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585070 Bacteria_16S 
strain DSM 20542 
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3768904 3768995 1 89 219846385 
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RNA, 
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98 Curtobacterium citreum Bacteria; 
Microbacteriaceae; 


Curtobacterium. 
Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
585070 Bacteria_16S 
strain CM2104 16S 


585070 Bacteria_16S 


strain 27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


585070 Bacteria_16S 
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strain A288 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
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1 Jonesia quinghaiensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

585070 Bacteria_16S 1099111 1099189 1 76 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

585070 Bacteria_16S 1348936 13490141 76 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 


DSM 10542 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sanguibacter. 
585070 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


1348448 1349942 Sanguibacter 
Micrococcineae; 
1527293 15273711 76 gi|219857435|ref|NR_025023.1 
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585070 Bacteria_16S 
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Actinomyces 
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Actinomyces canis 
myces canis Bacteria; 
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29 Actinomadura mexicana Bacteria; 
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osporaceae; 
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2361525 2362991 Subtercola boreus Bacteria; 
Micrococcineae; Microbacteriaceae; 


Subtercola. 


585070 Bacteria_16S 2667043 2667122 1 77 gi|219857212|ref|NR_024840.1 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharopolyspora. 

585070 Bacteria_16S 2670093 26701711 76 gi|219857210|ref|NR_024838.1 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microbispora. 

585070 Bacteria_16S 2750969 2751047 1 76 gi|219857152|ref|NR_024780.1 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 275194 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptosporangiaceae; Microtetraspora. 

585070 Bacteria_16S 3006458 3006548 1 88 gi|219846919|ref|NR_026511.1 
strain 801 16S ribosomal RNA, partial sequence 3005987 30074 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 


strain DSM 43311 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 

585070 Bacteria_16S 3254339 3254417 1 76 gi|219846751|ref|NR_026343.1 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

585070 Bacteria_16S 3368461 3368539 1 76 gi|219846671|ref|NR_026263.1 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 336944 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Streptosporangiaceae; Streptosporangium. 

585070 Bacteria_16S 3397159 3397237 1 76 gi| 219846647 |ref|NR_026239.1 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 33981 


3251337 3251415 1 76 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
585070 Bacteria_16S 3416903 3416981 1 76 gi|219846633|ref|NR_026225.1 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 341641 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actin 
Actinomycetaceae; Actinomyces. 

585070 Bacteria_16S 3493749 3493827 1 76 gi|219846580|ref|NR_026172.1 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 349458 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Pseudonocardiaceae; Thermocrispum. 

585070 Bacteria_16S 3495129 3495207 1 76 gi| 219846579 |ref|NR_026171.1 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermocrispum. 

585070 Bacteria_16S 3724480 3724558 1 76 gi|219846418|ref|NR_026009.1 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 372545 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Thermomonosporaceae; Actinomadura. 

585070 Bacteria_16S 3728848 3728926 1 76 gi|219846415|ref|NR_026006.1 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 372981 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Thermomonosporaceae; Actinomadura. 

585070 Bacteria_16S 3731761 3731839 1 76 gi| 219846413 |ref|NR_026004.1 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 37327 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 
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585070 Bacteria_16S 117257 117346 1 87 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 397072 397160 1 86 gi| 265678790 |ref|NR_029095.1]| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 
585070 Bacteria_16S 552137 552226 1 87 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
585070 Bacteria_16S 623143 623232 1 87 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 777217 «#777302 1 83 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 


585070 Bacteria_16S 919091 919180 1 87 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

585070 Bacteria_16S 1133931 1134020 1 87 gi|253680767|ref|NR_028015.1| Corynebacterium 


R 


sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 1290923 1291012 1 87 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 1450375 1450464 1 87 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 1858699 1858788 1 87 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 2030664 2030753 1 87 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 2036754 2036843 1 87 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
585070 Bacteria_16S 3097159 3097248 1 87 gi|219846857|ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 3178680 3178769 1 87 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 3205998 3206087 1 87 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
585070 Bacteria_16S 3431644 3431733 1 87 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 3433093 3433182 1 87 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
585070 Bacteria_16S 32386 32474 1 86 gi|265679042|ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
585070 Bacteria_16S 42767 42855 1 86 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
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585070 Bacteria_16S 359150 359238 1 86 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

585070 Bacteria_16S 360696 360784 1 86 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

585070 Bacteria_16S 429616 429704 1 86 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

585070 Bacteria_16S 449648 449736 1 86 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

585070 Bacteria_16S 466377 466465 1 86 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

585070 Bacteria_16S 544395 544475 1 78 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

585070 Bacteria_16S 568878 568950 1 70 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
585070 Bacteria_16S 630842 630930 1 86 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
585070 Bacteria_16S 861109 861197 1 86 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
585070 Bacteria_16S 874653 874741 1 86 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

585070 Bacteria_16S 882117 882186 1 67 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

585070 Bacteria_16S 885201 885289 1 86 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 

585070 Bacteria_16S 886735 886823 1 86 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 
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AAGGGNGACAGGTGGNGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCAGGTAAAGC 
TGGNCACTCTAAGGAGACTGCCGATGATAAATCGGAGGAAGGTGGGGATGACGTNNAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGTCG 
GTACAACGGGGAGCGAAGGAGCAATTCGGAGCAAATCCCAATAAACCGATCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAGTTGCTAGTAA 
TCGCGAATCAGAACGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGTAATACCCGAAGTCGCTGAGCTAACCGCAAGG 
AGGCAGGCGCCGAAGGTAGGATTAATGACTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGGGTGA 
ACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGGAGAAAGAGGAGCTTGCTCCTTGAGTATTAGTGGCGAACGGGTGAGTAGAACGTAGGAACCTGCCTAAC 
GGACTGGGATAGCTACTGGAAACGGTAGGTAATACTGGATAAAATCGAGAGATAAAAGCTTAGAAGCGCCGGGAGAGGGGTCTACGACCCATCAGGTAGTTGGTA 
GGGTAAGAGCCTACCNAGCCGACGACGGGTAGCCGATGTGAGAGCATGATCGGCCACAAGGGAACTGAGACACGGTTCCTACTCCTACGGGAGGCAGCAGTGGGG 
AATTTTGGACAATGCACGGAAGTGTGATCCAGCGACGCCGCGTGAAGGAAGAAGTCCTTCGGGATGTAAACTTCTGAACTTACAGAATAACAGCATAAGGGGACT 


585070 Bacteria_16S 
tukisamuensis str 


1075089 1075177 1 86 gi 
ain Mb8 16S ribosomal RNA, partial seq 


265678327 
uence 


ref 


1074605 10759 


NR_028629.1 
3 


Rhodococcus 
5 Rhodococcus 


tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

585070 Bacteria_16S 1076465 1076569 1 101 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 

585070 Bacteria_16S 1085475 1085563 1 86 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 


strain JCM 4837 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
585070 Bacteria_16S 1102080 1102168 1 86 gi|265678308|ref|NR_028610.1 
strain 14 16S ribosomal RNA, partial sequence 1101592. 11031 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
585070 Bacteria_16S 1130918 1131006 1 86 gi|253680769|ref|NR_028017.1 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
585070 Bacteria_16S 1344336 1344424 1 86 gi|228721038|ref|NR_027601.1 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geoder 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


585070 Bacteria_16S 


cynodontis JCM 97 


cynodontis Bacter 


Microbacteriaceae 


585070 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
585070 Bacteria_16S 


bernardiae strain 


bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomyc 
Arcanobacterium. 

585070 Bacteria_16S 1530305 1530393 1 86 gi|219857433|ref|NR_025021.1 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 153130 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Thermomonosporaceae; Actinomadura. 

585070 Bacteria_16S 1537911 1537999 1 86 gi|219857377|ref|NR_024965.1 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 153893 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Actinosynnemataceae; Saccharothrix. 

585070 Bacteria_16S 1639456 1639544 1 86 gi|219878450|ref|NR_025589.1 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
585070 Bacteria_16S 1665507 1665595 1 86 gi|219878431|ref|NR_025570.1 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

585070 Bacteria_16S 1740225 1740313 1 86 gi|219878380|ref|NR_025519.1 


strain DSM 44494 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
585070 Bacteria_16S 1743314 1743402 1 86 gi| 219878378 |ref|NR_025517.1 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocard 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

585070 Bacteria_16S 1746340 1746428 1 86 gi|219878376|ref|NR_025515.1 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 174730 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Thermomonosporaceae; Actinomadura. 

585070 Bacteria_16S 1799200 1799288 1 86 gi|219878336|ref|NR_025475.1 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 180016 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

585070 Bacteria_16S 1822245 1822333 1 86 gi|219878321|ref|NR_025460.1 


strain P 229/10 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
585070 Bacteria_16S 1834377 1834465 1 86 gi|219878312|ref|NR_025451.1 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 183531 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Microbacteriaceae; Gulosibacter. 

585070 Bacteria_16S 1852658 1852746 1 86 gi| 219878299 |ref|NR_025438.1 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


1401581 1401669 1 86 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1453373 1453461 1 86 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


v 


1 


1457799 1457871 1 70 gi 


LCDC 89/0504 16S ribosomal RNA, partial 


Thermobifida. 


6S ribosomal RNA, partial sequence 1085003 10864 


omycetales 
228715351 
Actinomyce 
224581418 
ridae; Act 


224581414 


16S ribosomal RNA, partial sequence 1739732 17412 


6S ribosomal RNA, partial sequence 1821775 18232 


’ 


Fr 


ref 
14011 
tale 


ref 
sequence 
inom 


ref 
sequenc 


81 Streptomyces 


11 1402554 Leifs 


1452894 14543 


e 1457334 14587 


36 Nocardiopsis 


ankineae; Ge 
NR_027523.1 
° 
s; Micrococc 
NR_027199.1 
8 


ycetales; Mi 


NR_027195.1 
1 


tauricus Bacteria; 


ceae; Streptomyces. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Geodermatophilus 

matophilus obscurus DSM 

odermatophilaceae; 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Saccharothrix 
5 Saccharothrix 


cardineae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Kibdelosporangium 

osporangium albatum 

seudonocardiaceae; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 

Nocardiopsaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Arthrobacter 
8 Arthrobacter 


cineae; Micrococcaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Gulosibacter 

7 Gulosibacter 

occineae; 


Stre 


Thermobifida 


1852181 1853675 Thermobifida 


ptosporangineae; 


585070 Bacteria_16S 
nasiphocae strain 


Arthrobacter. 
585070 Bacteria_16S 


2 
halotolerans strain DSM 44410 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
585070 Bacteria_16S 


kongjuensis strain LM 157 16S ribosomal RNA, partial se 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
585070 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
585070 Bacteria_16S 
strain CF-25 16S 


1874021 1874109 1 


M597/99/10 16S ribosomal RNA, partial 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


1876994 1877082 1 


1924099 1924187 1 


Pseudonocardia. 
1948544 1948636 1 


333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


1957551 1957639 1 


ribosomal RNA, partial sequence 


86 gi| 219878285 |ref|NR_025424.1 
sequence 
Actinomycetales; 
86 gi| 219878283 |ref|NR_025422.1 
sequence 


86 gi 


90 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


585070 Bacteria_16S 
strain CF-43 16S 


1959107 1959195 1 


ribosomal RNA, partial sequence 


qu 


ue 
ti 


219878245 
ence 
Actinomycetales; 


219878229 
nce 
nomycetales; 


ref|NR_025384.1 


ref |NR_025368.1 


Arthrobacter 


1873541 1874936 Arthrobacter 
Micrococcineae; Micrococcaceae; 


Nocardiopsis 


1876505 1878009 Nocardiopsis 


Actinomycetales; Streptosporangineae; 


Pseudonocardia 


1923611 1925122 Pseudonocardia 
Pseudonocardineae; 


Microbacterium 


1948071 1949550 Microbacterium 
Micrococcineae; Microbacteriaceae; 


86 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
1957067 1958565 Arthrobacter luteolus Bacteria; 
occineae; Micrococcaceae; Arthrobacter. 
86 gi|219878222|ref|NR_025361.1| Arthrobacter albus 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


585070 Bacteria_16S 


palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria 


Pseudonocardiaceae; 
585070 Bacteria_16S 


chloroethenivorans strai 
chloroethenivorans Bacte 


Pseudonocardiaceae; 
585070 Bacteria_16S 


maanshanensis strain M712 16S ribosomal RNA, partial se 
maanshanensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 


Nocardiaceae; 
585070 Bacteria_16S 


strain KS9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


585070 Bacteria_16S 


2139085 2139173 1 


Amycolatopsis. 
2166254 2166334 1 


Pseudonocardia. 
2195073 21951611 


2252710 2252798 1 


2343750 2343830 1 


ribosomal RNA, partial 
; Actinobacteria; Actinobacteri 


86 gi 


78 gi 


n SL-1 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobact 


er 
86 gi|219857602|ref|NR_025190.1 
quence 2194621 219603 


86 gi 


78 gi 


singaporensis strain IM 7744 16S ribosomal RNA, partial s 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 
585070 Bacteria_16S 


Actinopolymorpha. 


2348287 2348375 1 


86 gi 


methylotrophus strain TGA 16S ribosomal RNA, partial sequ 


Micrococcaceae; Arthrobacter. 


585070 Bacteria_16S 


strain K265 16S ribosomal RNA, partial sequence 


2360473 2360561 1 


86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


585070 Bacteria_16S 


2437985 2438073 1 


86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


585070 Bacteria_16S 
strain DNP505 16S 


2496773 2496861 1 


ribosomal RNA, partial sequence 


86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


585070 Bacteria_16S 
strain VKM Ac-942 


2510559 2510647 1 


16S ribosomal RNA, partial sequence 


86 gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Nocardiopsis. 
585070 Bacteria_16S 


2518070 2518158 1 


86 gi 


yeochonensis strain CN 732 16S ribosomal RNA, partial seq 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
585070 Bacteria_16S 
strain IFM 10088 


2688163 2688243 1 


78 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


585070 Bacteria_16S 


2719636 27197241 


86 gi 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 


585070 Bacteria_16S 


Al1-17B 16S ribosomal RNA, partial sequence 


2745209 2745297 1 


86 gi 


se 
da 


1958616 1960116 Arthrobacter 
occineae; 
219857642 
quence 2138615 214004 
Pseudonocardineae; 


219857624 


e; Actinomycetales; 


219857564 

2252243 2253696 Nocardiopsis 
Streptosporangineae; 
219857498 
equence 


219857495 
ence 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


219857487 
2360002 23614 
occineae; 
219857429 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 


219857365 
uence 
Actinomycetales; 


219857197 
16S ribosomal RNA, partial sequence 2687699 26891 


’ 


219857157 


e; 


es; 


ref |NR_025231.1 
Actinomycetales; 


ref|NR_025213.1 
sequence 2165786 216722 


ref|NR_025152.1 


ref|NR_025086.1 
2343294 234473 


albus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Amycolatopsis 
1 Amycolatopsis 


Pseudonocardia 
9 Pseudonocardia 


idae; Actinomycetales; Pseudonocardineae; 


Rhodococcus 
1 Rhodococcus 


Corynebacterineae; 


Nocardiopsis composta 


composta Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Actinopolymorpha 
5 Actinopolymorpha 


Actinomycetales; Propionibacterineae; 


ref|NR_025083.1 
2347826 234928 
Actinomycetales; 
ref|NR_025075.1 
Microbacteriac 
ref|NR_025017.1 


Nocardiacea 
NR_024973.1 


ref 


Nocardiacea 


ref |NR_024958.1 


Arthrobacter 
4 Arthrobacter 


Micrococcineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 
bacterineae; 
219857385 
2496307 24977 


e; Nocardia. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
bacterineae; 
219857370 


e; Rhodococcus. 
Nocardiopsis trehalosi 


2510068 2511541 Nocardiopsis trehalosi 


Streptosporangineae; 


ref|NR_024953.1 

2517611 251909 
Strepto 
ref|NR_024825.1 
Nocardiacea 
ref|NR_024803.1 
sequence 2719156 272065 
Actinomycetales; Coryn 


ref|NR_024785.1 


Nocardiopsaceae; 
Streptomyces 
9 Streptomyces 


mycineae; 


Nocardia sienata 


13 Nocardia sienata Bacteria; 
bacterineae; 
219857175 


e; Nocardia. 
Nocardia 
4 Nocardia 
ebacterineae; 


Rothia aeria strain 


2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


585070 Bacteria_16S 


strain JCM 4662 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


585070 Bacteria_16S 


strain JCM 3166 1 


Planobispora. 


585070 Bacteria_16S 


strain IFO 12702 


2775146 2775234 1 86 gi 
Stre 
2818797 2818885 1 86 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 

2820290 2820378 1 


86 gi 


Stre 
2826292 2826380 1 


86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


585070 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


585070 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


585070 Bacteria_16S 


strain 10.268-1 1 


2944077 2944165 1 86 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


2956160 2956248 1 86 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

2985100 2985180 1 


v 


78 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


585070 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


585070 Bacteria_16S 


strain IFO 15059 


2986622 2986710 1 86 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2988148 2988228 1 


78 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


585070 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


585070 Bacteria_16S 


strain HK1 0089 1 


3045836 3045924 1 86 gi 
HKI 0125 16S ribosomal RNA, partial se 


Ornithinicoccus. 
3133053 31331411 


e; 


86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 


strain DSM 43764 


3252841 3252929 1 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
585070 Bacteria_16S 3255845 3255933 1 86 gi 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


585070 Bacteria_16S 


strain DSM 40297 


Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 


strain DSM 43377 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


585070 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


585070 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
585070 Bacteria_16S 


strain M17C 16S r 


n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3257358 3257446 1 86 gi 
Stre 
3258870 3258958 1 86 gi 
Stre 
3260380 3260468 1 86 gi 
p- albirubida strain DSM 40465 16S rib 
Streptosporangineae; Nocardiopsaceae; 

3366961 3367049 1 86 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3371456 3371544 1 86 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3377549 3377637 1 86 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 


strain DSM 20138 


3403284 3403372 1 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 


3404814 3404902 1 86 gi 


a; Actinobacteria; Actinobacteridae; Act 


219857133 


6S ribosomal RNA, partial sequence 2774670 27761 


ptomycinea 
219856911 
1 sequence 
e; 


219856910 


6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ptosporang 


219856906 


16S ribosomal RNA, partial sequence 2825825 28272 


kineae; Sp 
219856827 
sequence 
Actinomyc 


219856819 
ial sequen 


ae; Actino 


219846933 


6S ribosomal RNA, partial sequence 2984634 29861 


nebacterin 
219846932 
artial seq 
dae; Actin 


219846931 


16S ribosomal RNA, partial sequence 2987680 29891 


nebacterin 
219846891 

quence 

inomycet 


219846833 


6S ribosomal RNA, partial sequence 3132587 31340 


ococcineae 
219846752 


16S ribosomal RNA, partial sequence 3252379 32538 


ptosporang 


219846750 
sequence 


Actinomyc 


219846749 


16S ribosomal RNA, partial sequence 3256883 32583 


ptosporang 
219846748 


16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 


ptosporang 
219846747 
Os 


Nocardiops 

219846672 
sequence 

Actinomyc 


219846669 
nce 33709 


ales; Stre 


219846664 


3377063 33785 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846642 


Actinomycet 


omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


ref|NR_024761.1 
57 Streptomyces 
e; Streptomyceta 
ref|NR_024732.1 

2818334 281977 
ales; Strept 


ref |NR_024731.1 
70 Planobispora 
ineae; Streptosp 


ref|NR_024727.1 
orichthyaceae; S 
ref|NR_024646.1 

2943614 294507 
etales; Frankine 


ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 
ref|NR_026525.1 
Nocardiacea 
NR_026524.1 
e 298615 
etales; Cory 


eae; 
ref 

uenc 

omyc 


ref |NR_026523.1 
eae; Gordoniacea 
ref |NR_026483.1 

3045360 304685 
ales; Micrococci 


’ 


ref |NR_026425.1 


; Dermacoccacea 
ref |NR_026344.1 
26 Actinomadura 
ineae; Thermomon 
ref |NR_026342.1 

3255372 325683 
etales; Streptos 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
partial sequen 


NR_026264.1 
5 
es; Streptos 
ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


ref |NR_026256.1 


; De 
ref 


rmacoccaceae 
NR_026235.1 


; Micrococcaceae 


Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Planomonospora 

7 Planomonospora 

osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Microbacterium 
4 Microbacterium 


coccineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 

Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Demetria terragena 


43 Demetria terragena Bacteria; 
e: 


Demetria. 
Actinomadura kijaniata 


v 


kijaniata Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
osporangium album 


Streptosporangiaceae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Arthrobacter ilicis 


85 Arthrobacter ilicis Bacteria; 


, 


Arthrobacter. 


ref|NR_026234.1 


340433 


Arthrobacter 
6 3405815 Arthrobacter 


histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


585070 Bacteria_16S 


strain DSM 20116 


3406340 3406428 1 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


3460224 3460312 1 86 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


Micrococcaceae; Arthrobacter. 


585070 Bacteria_16S 


strain DSM 20133 


3469361 3469449 1 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 


strain DSM 43205 


3472389 3472477 1 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


585070 Bacteria_16S 


strain DSM 20145 


3505626 3505714 1 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 


strain DSM 7485 1 


3513234 3513322 1 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 


strain DSM 7486 1 


3514758 3514846 1 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


585070 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


585070 Bacteria_16S 


strain JC1078 16S 


3730302 3730390 1 86 gi 
IFO 14095 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

ae; Actinocorallia. 

3840115 3840203 1 86 gi 
B15 16S ribosomal RNA, partial sequen 

acteria; Actinobacteridae; Actinomycet 


4053925 4054013 1 86 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 


strain YIM 90010 


Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


585070 Bacteria_16S 


strain CA15-8 16S 


4061439 4061527 1 86 gi 
Stre 
4125064 4125152 1 86 gi 
Actinomycetales; Micrococcineae; Micr 
4200035 4200123 1 86 gi 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


585070 Bacteria_16S 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


585070 Bacteria_16S 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


585070 Bacteria_16S 


strain DSB MGU 15 


4210625 4210713 1 86 gi 
n SA 233 16S ribosomal RNA, partial se 


ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
71657 71736 1 77 gi 


ain 592 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Pseudonocardia. 

245656 245747 1 89 gi 
n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


348891 348978 5 89 gi 
-6 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 


strain XILO8 16S 


406367 406458 1 89 
ribosomal RNA, complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 


585070 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


585070 Bacteria_16S 


494078 494181 1 100 gi 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


523090 523169 1 thy) 


gi 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 


ococcineae 
219846602 
te sequenc 
ae; Actino 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 
219846594 


16S ribosomal RNA, partial sequence 3471913 34733 


nebacterin 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


ococcineae 
219846567 


6S ribosomal RNA, partial sequence 3512760 35142 


ococcineae 
219846566 


6S ribosomal RNA, partial sequence 3514284 35157 


ococcineae 
219846414 

sequence 

Actinomyce 


219846335 
ce 38396 
ales; Fran 


219846184 


4053509 40549 


ococcineae 
219846178 


16S ribosomal RNA, partial sequence 4060988 40624 


ptosporang 
219846133 


somal RNA, partial sequence 4124587 4126026 Kocur 


ococcaceae 
219846075 


4199561 42010 


ococcineae 
219846068 

quence 
Actinomyc 


265679016 
uence 


265678898 
equence 
Actinomyc 


265678825 
34841 
ococcineae 

265678784 


405881 40739 


ococcineae 


265678722 
quence 
Actinomy 


v 


265678703 


e; Actinomycet 


ref |NR_026233.1 
45 Arthrobacter 
+ Micrococcacea 
ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


Arthrobacter aurescens 

aurescens Bacteria; 

e; Arthrobacter. 
Arthrobacter 

0 Arthrobacter 

coccineae; 

ref|NR_026188.1| Arthrobacter citreus 

48 Arthrobacter citreus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026186.1| Rhodococcus opacus 

93 Rhodococcus opacus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026164.1| Microbacterium barkeri 

22 Microbacterium barkeri Bacteria; 

; Microbacteriaceae; Microbacterium. 
ref|NR_026159.1| Rathayibacter rathayi 

33 Rathayibacter rathayi Bacteria; 

; Microbacteriaceae; Rathayibacter. 
ref|NR_026158.1| Rathayibacter tritici 

54 Rathayibacter tritici Bacteria; 

; Microbacteriaceae; Rathayibacter. 
ref|NR_026005.1| Actinocorallia 

3729869 3731272 Actinocorallia 
tales; Streptosporangineae; 


’ 


ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


Blastococcus 
coccus aggregatus 
tophilaceae; 
ref|NR_025774.1| Serinicoccus marinus 
29 Serinicoccus marinus Bacteria; 

; Intrasporangiaceae; Serinicoccus. 
ref|NR_025768.1| Nocardiopsis salina 
36 Nocardiopsis salina Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025723.1| Kocuria marina strain 
ia marina Bacteria; Actinobacteria; 
; Kocuria. 
ref|NR_025665.1| Arthrobacter koreensis 
31 Arthrobacter koreensis Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_025658.1| Saccharothrix 

4210162 4211590 Saccharothrix 
etales; Pseudonocardineae; 


v 


Pseudonocardia 
Pseudonocardia 
nocardineae; 


ref|NR_029324.1 

71176 72680 
ales; Pseudo 
ref|NR_029206.1 
245166 246646 
etales; Coryneba 


Rhodococcus 
Rhodococcus 
cterineae; Nocardiaceae; 


ref |NR_029130.1 
2 349877 Agromy 
; Microbacteriaceae; Agromyces. 
ref|NR_029089.1| Xylanibacterium ulmi 
3 Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


Agromyces hippuratus 
ces hippuratus Bacteria; 


’ 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


ref |NR_029027.1 
493586 495067 
cetales; Microco 


ref|NR_029008.1| Pseudonocardia 


benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Pseudonocardia. 


585070 Bacteria_16S 755754 755845 1 89 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
585070 Bacteria_16S 781850 781941 1 89 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

585070 Bacteria_16S 815565 815644 1 77 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

585070 Bacteria_16S 1226182 1226273 1 89 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 


Bacteria; Actinob 


Isoptericola. 


585070 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 
585070 Bacteria_16S 
philippinense str 
philippinense Bac 
Pseudonocardiacea 
585070 Bacteria_16S 
lar 
Kibdelosporangium aridum subsp. 


aridum subsp. 


Actinomycetales; 


585070 Bacteria_16S 
strain 4-0 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 
585070 Bacteria_16S 
suimastitidis str 


suimastitidis Bac 
Actinomycetaceae; 


585070 Bacteria_16S 
stelliscabiei str 


stelliscabiei Bac 
Streptomycetaceae 


585070 Bacteria_16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


585070 Bacteria_16S 


strain YIM 21741 


pachnodae strain 


Bacteria; Actinob 


Xylanimicrobium. 


585070 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


585070 Bacteria_16S 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


585070 Bacteria_16S 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 


strain IFO 16238 


strain IFO 16235 
Actinobacteria; A 


585070 Bacteria_16S 


strain SJS0289-JS 
Actinobacteria; A 


acteria; Actinobacteridae; Actinomycet 


1421140 1421243 1 100 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1 
ri 


1662443 1662522 1 77 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1663983 1664062 1 77 gi 
gum strain SKF-AAD-609 16S ribosomal R 


s 
e; 


Pseudonocardineae; Pseudonocardiaceae; 
1781153 1781228 1 73 gi 


bosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 
1901651 1901742 1 89 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
2053920 2053987 1 65 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

2099616 2099695 1 77 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


e; 


al 
e; 


nc 
al 
2228362 2228453 1 89 gi 
oc 
2513559 2513650 1 89 gi 


VPCX2 16S ribosomal RNA, partial sequenc 


oc 


2840011 2840102 1 89 gi 


ctinobacteridae; Actinomycetales; Microc 
2906151 2906230 1 77 gi 
1 16S ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Coryne 


585070 Bacteria_16S 


ales; 


224581444 


219878433 


219878432 
NA, partia 
largum Bacteria; Actinobacteria; Actinobacteridae; 
K oran 
219878349 


1780670 17821 


219878262 
ia 


219878155 


219878122 


219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_16S 219857368 


219856897 
16S ribosomal RNA, partial sequence 2839520 28410 


219856852 


Micr 
ref 
sequence 
dae; Act 
ref 
equence 


ref 


ibdelosp 
ref 


ococcineae; Micrococcaceae 
1816122 1816201 1 77 gi|219878325|ref|NR_025464.1 
43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdel 


es; Pseu 
ref 
1 sequen 


ref 
sequenc 
Actinomycet 


ref 
20991 
Prop 


e 
es; ioni 
ref 
occineae; Mi 
ref 


e 25130 


acteria; Actinobacteridae; Actinomycetales; Micrococ 

2668558 2668646 1 86 gi|219857211|ref 
M 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
e; Saccharopolyspora. 

2767494 2767585 1 89 gi|219857139|ref 
strain ILA-1 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Act 

zia. 

2838452 2838543 1 89 gi| 219856898 |ref 


7 Mi 
ref 


occineae 


7 Mi 
ref 


occineae 


ococ 


1420664 14221 
inomycetales; M 


1661967 16634 
Actinomycet 


1 se 


dono 


ce 1901160 190257 
Actinomycet 


e 2053442 205491 


38 2100621 Nocar 


94 2514560 Xylan 


2668117 26695 


e 2767023 276850 
inomycetales; Co 


cineae; Pro 
NR_027226.1 
6 


NR_025572.1 
5 


ales; Pseud 


NR_025571.1 
quence 


gium. 
NR_025488.1 


cardineae; P 


NR_025401.1 


ales; Actino 


NR_025294.1 


ales; Strept 
NR_025261.1 
d 


bacterineae; 


NR_025168.1 


crobacteriac 
NR_024956.1 
i 
cineae; Pro 
NR_024839.1 
8 


Pseudonocard 


NR_024767.1 


NR_024717.1 


crobacteriac 
NR_024716.1 


crobacteriac 
NR_024671.1 


i 


Oo 


micromonosporaceae Hi 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 
Kibdelosporangium 


1663507 1664980 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Actinomyces 
5 Actinomyces 
mycineae; 


Streptomyces 
9 Streptomyces 
omycineae; 


Nocardioides 
ioides aquiterrae 


Nocardioidaceae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Xylanimicrobium 
microbium pachnodae 


micromonosporaceae Hi 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Dietzia 
5 Dietzia 


rynebacterineae; 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Williamsia maris 


29056 
bacterin 


3010868 3010959 1 89 gi 


219846916 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 


66 2907143 Willia 

eae; Williamsiaceae; Williamsia. 

ref|NR_026508.1| Modestobacter 
3010413 3011894 Modestobacter 


msia maris Bacteria; 


multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Geodermatophilaceae; Modestobacter. 


585070 Bacteria_16S 


strain F98.3HR69 


585070 Bacteria_16S 


3098608 3098711 1 100 gi| 219846856 


16S ribosomal RNA, partial sequence 3098122 30995 


Frankineae; 


ref|NR_026448.1| Arthrobacter rhombi 
44 Arthrobacter rhombi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
3395654 3395745 1 89 gi|219846648|ref|NR_026240.1| Promicromonospora 
43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 
585070 Bacteria_16S 


strain DSM 20167 


strain CIP 103259 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
585070 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacte 


Nocardioidaceae; 


585070 Bacteria_16S 
strain C3H-21 16S 


acteria; Actinobacteridae; Actinomycetales; 


3400218 3400321 1 100 gi| 219846645 


no 
219846186 
quence 


4050969 4051048 1 77 gi 
n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 

4243946 4244024 1 76 
ribosomal RNA, partial sequence 


gi|219722939 


Micr 


16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 


mycineae 


Actinomyc 


4243475 42448 


ococcineae; Promicromonosporaceae; 


ref|NR_026237.1| Arthrobacter sulfureus 
13 Arthrobacter sulfureus Bacteria; 


ococcineae; Micrococcaceae; Arthrobacter. 
3413950 3414041 1 89 gi|219846635|ref|NR_026227.1| Actinomyces israelii 
16S ribosomal RNA, partial sequence 3413473 3414913 Actinomyces israelii Bacteria; 


; Actinomycetace 
ref|NR_025776.1 

4050504 405187 
etales; Propioni 


ae; Actinomyces. 
Nocardioides 

7 Nocardioides 

bacterineae; 


ref|NR_024571.1| Brachybacterium muris 
83 Brachybacterium muris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
585070 Bacteria_16S 138544 138622 1 76 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
585070 Bacteria_16S 268164 268242 1 76 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

585070 Bacteria_16S 335244 335322 1 76 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
585070 Bacteria_16S 389389 389467 1 76 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

585070 Bacteria_16S 469376 469454 1 76 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

585070 Bacteria_16S 495583 495661 1 76 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 


585070 Bacteria_16S 674792 674870 1 76 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
585070 Bacteria_16S 838390 838468 1 76 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
585070 Bacteria_16S 1108229 1108307 1 76 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

585070 Bacteria_16S 1112781 1112859 1 76 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

585070 Bacteria_16S 1217160 1217263 1 100 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

585070 Bacteria_16S 1345864 1345942 1 76 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

585070 Bacteria_16S 1534840 1534918 1 76 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

585070 Bacteria_16S 1604794 1604897 1 100 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 


strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


585070 Bacteria_16S 1606335 1606438 1 100 gi|219878472|ref|NR_025611.1 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 160731 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 

585070 Bacteria_16S 1760074 1760152 1 76 gi| 219878365 |ref|NR_025504.1 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 176107 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcine 
Brachybacterium. 

585070 Bacteria_16S 1761595 1761673 1 76 gi|219878364|ref|NR_025503.1 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 176259 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Brachybacterium. 

585070 Bacteria_16S 1763117 1763195 1 76 gi| 219878363 |ref|NR_025502.1 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 176264 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Dermabacteraceae; Brachybacterium. 

585070 Bacteria_16S 2065985 2066063 1 76 gi| 219878146 |ref|NR_025285.1 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Microc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
585070 Bacteria_16S 2309044 2309122 1 76 gi|219857523|ref|NR_025111.1 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
585070 Bacteria_16S 2346778 2346856 1 76 gi|219857496|ref|NR_025084.1 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 234777 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Arthrobacter. 

585070 Bacteria_16S 2409080 2409158 1 76 gi|219857454|ref|NR_025042.1 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptomonospora. 

585070 Bacteria_16S 2516585 2516663 1 76 gi|219857366|ref|NR_024954.1 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 251756 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
Micrococcaceae; Arthrobacter. 

585070 Bacteria_16S 2610867 2610945 1 76 gi| 219857258 |ref|NR_024889.1 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 26118 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
585070 Bacteria_16S 2692626 2692704 1 76 gi|219857193|ref|NR_024821.1 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 269363 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptospo 
Streptosporangiaceae; Planotetraspora. 

585070 Bacteria_16S 3249837 3249915 1 76 gi|219846754|ref|NR_026346.1 


strain DSM 43678 
Actinobacteria; A 


585070 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


585070 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


585070 Bacteria_16S 


strain DSM 20119 
Actinobacteria; A 


585070 Bacteria_16S 


strain DSM 20315 
Actinobacteria; A 


585070 Bacteria_16S 


strain DSM 20550 
Actinobacteria; A 


585070 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


585070 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


ctinobacteridae; Actinomycetales; Stre 
3357748 3357826 1 76 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3359312 33593901 76 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 
3401744 3401822 1 


pt 


1 
e; 


s 


v 


76 gi 


ctinobacteridae; Actinomycetales; Micr 
3452624 3452702 1 76 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
3455680 3455758 1 76 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
3458703 3458806 1 100 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3461744 3461822 1 


oc 


al 
e; 
76 gi 


ctinobacteridae; Actinomycetales; Microc 


585070 Bacteria_16S 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3249381 32508 


osporang 


219846678 


sequence 


219846677 


equence 
Actinomy 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 


occineae 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 


occineae 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
occineae; 
219846603 


sequenc 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


occineae 


3463267 3463345 1 76 gi 


219846600 


Actinomycet 


Actinomycet 


ineae; Streptosp 
ref |NR_026270.1 

3357257 335877 
ales; Microc 


ref |NR_026269.1 
3358821 336033 
cetales; Microco 


ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026200.1 
; Micrococcacea 
ref|NR_026198.1 
68 Arthrobacter 
3; Micrococcacea 
ref |NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Arthrobacter 

5 Arthrobacter 

occineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Arthrobacter 
0 Arthrobacter 


rococcineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Planotetraspora 

9 Planotetraspora 

rangineae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Brachybacterium 
2 Brachybacterium 


ccineae; 


Arthrobacter oxydans 


oxydans Bacteria; 


’ 


Arthrobacter. 
Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
e: 


Micrococcus. 
Arthrobacter agilis 


’ 


agilis Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 
2 Arthrobacter 
occineae; 


v 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 


ref |NR_026192.1 
346278 


4 3464255 Arthrobacter 


polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


585070 Bacteria_16S 
strain DSM 20545 


3464790 3464868 1 76 gi 


585070 Bacteria_16S 3466313 3466416 1 100 gi 
nicotianae strain DSM 20123 16S ribosomal RNA, partial 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
585070 Bacteria_16S 3470879 3470957 1 76 gi 
globiformis strain DSM 20124 16S ribosomal RNA, partial 
globiformis Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
585070 Bacteria_16S 
strain 6843 DSM 1 


3478524 3478602 1 76 gi 


585070 Bacteria_16S 3479974 3480052 1 76 gi 
denticolens strain NCTC 11490 16S ribosomal RNA, partia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; Actinomyces. 

585070 Bacteria_16S 3725940 3726018 1 


76 gi 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3727394 3727472 1 


Thermomonosporaceae; 
585070 Bacteria_16S 
strain FD 25934 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
585070 Bacteria_16S 


76 gi 


Stre 


3736139 3736217 1 76 gi 


strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 37371 


Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 3739062 3739140 1 76 


Stre 
gi 


strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 37400 


Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 3741990 3742068 1 76 
strain T/457 16S ribosomal RNA, partial sequence 


Stre 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Microtetraspora. 
585070 Bacteria_16S 3743455 3743533 1 76 gi 


strain IFO 14094 
Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 3744920 3744998 1 76 

strain 104 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 3901257 3901335 1 76 

strain IFO 15474 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Herbidospora. 
585070 Bacteria_16S 4031343 40314101 65 gi 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
585070 Bacteria_16S 4034447 40345141 65 gi 


Stre 
gi 


Stre 
gi 


Stre 


lechevalierae Bacteria; Actinobacteria; Actinobacterida 
Glycomycetaceae; Glycomyces. 

585070 Bacteria_16S 573378 573467 1 87 gi 
tuberculostearicum strain Medalle X 16S ribosomal RNA, 

tuberculostearicum Bacteria; Actinobacteria; Actinobact 
Corynebacteriaceae; Corynebacterium. 

585070 Bacteria_16S 1709786 1709875 1 87 gi 
atypicum strain R2070 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
585070 Bacteria_16S 1770548 1770637 1 87 gi 
felinum strain CCUG 39943 16S ribosomal RNA, partial se 
felinum Bacteria; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 

585070 Bacteria_16S 2182962 2183051 1 87 gi 
hongkongensis strain HKU8 16S ribosomal RNA, partial se 
hongkongensis Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; Actinomyces. 

585070 Bacteria_16S 2655141 2655230 1 87 gi 
thomssenii strain DSM 44276 16S ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ref 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


6S ribosomal RNA, partial sequence 3726957 37283 
ptosporangineae; 


3741557 37429 
ptosporangineae; 


16S ribosomal RNA, partial sequence 3743020 37444 
ptosporangineae; 
ref 
3744485 3745896 Nonomuraea fastidiosa Bacteria; 
ptosporangineae; 
ref 
16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora 


ptosporangineae; 


219846599 


219846598 
sequence 


219846595 
sequence 


219846590 


219846589 
1 sequence 


219846417 
sequenc 


219846416 


219846410 


219846408 


219846406 


219846405 


219846404 


219846294 


219846202 

40308 

ales; 
219846200 


265678670 


219878401 
ce 17093 
ales; 


219878357 
quence 


219857611 
quence 
e; 


219857221 
sequence 


ref 
79 Arthrobacter 
aceae; 


Actinomycetale 
ref 
Actinomycetales; 


ref 
43 Actinomyces georgiae Bacteria; 


ref 
Actinomycetal 


ref 
e 3725501 37269 
Actinomycetales; 


ref 
59 Actinomadura 


ref 
14 Nonomuraea spiralis Bacteria; 
ptosporangineae; 
ref 
40 Nonomuraea polychroma Bacteria; 
ptosporangineae; Streptosporangiaceae; Nonomuraea. 
ref 
69 Microtetraspora fusca Bacteria; 
Streptosporangiaceae; 


ref 
34 Nonomuraea ferruginea Bacteria; 


ref 
56 4032350 Glyco 
Glycomyc 
ref 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 
e; Actinomycetales; 


ref 
partial sequence 
eridae; Actinomycetales; 
ref 
12 1710793 Coryne 
Corynebacterineae; 
ref 
inomycetales; 
ref 


Actinomycetales; 


ref 


NR_026191.1 


Micrococc 
NR_026190.1 
3465830 346730 
s; Micrococc 


NR_026187.1 
3470399 347186 


Micrococ 


NR_026182.1 


Arthrobacter pascens 


pascens Bacteria; 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 Arthrobacter 


cineae; Micrococcaceae; 


Actinomyces georgiae 


Actinomycetaceae; Actinomyces. 


NR_026181.1 
3479494 348091 


NR_026008.1 
0 
NR_026007.1 
Thermomon 
NR_026001.1 
Streptosp 


NR_025999.1 


NR_025997.1 


NR_025996.1 


Streptosp 
NR_025995.1 


Streptosp 
NR_025884.1 


Streptosp 
NR_025792.1 
ineae; Glyco: 


NR_025790.1 
403395 


NR_028975.1 
572888 
c 
NR_025540.1 


Cc 


NR_025496.1 
1770072 177148 
Corynebacter 


NR_025200.1 
182453 218387 
Actino: 


ND 


NR_024849.1 
2654667 265613 


Actinomyces 
5 Actinomyces 


es; Actinomycineae; 


Actinomadura 
6 Actinomadura 


Streptosporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 
Nonomuraea spiralis 
orangiaceae; Nonomuraea. 


Nonomuraea polychroma 


Microtetraspora fusca 


Nonomuraea ferruginea 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


orangiaceae; Nonomuraea. 
Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Glycomyces algeriensis 


myces algeriensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Glycomycineae; 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Actinomyces 
7 Actinomyces 
mycineae; 


Corynebacterium 
8 Corynebacterium 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


585070 Bacteria_16S 
faecitabidus stra 
faecitabidus Bact 


Rarobacteraceae; 


585070 Bacteria_16S 
sundsvallense str 


sundsvallense Bac 
Corynebacteriacea 


585070 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


585070 Bacteria_16S 


strain 136 16S ri 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


585070 Bacteria_16S 


strain YIM 70085 


bosomal RNA, partial sequence 
oc 
158339 158427 1 86 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 

421822 421910 1 


s 


’ 


86 gi 


119823 12132 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 265678957 
Actinomyc 


265678773 
16S ribosomal RNA, partial sequence 421328 42283 


, 
ref 


occineae 


equence 


ref 


157869 159336 
etal 


1llulomonadac 
NR_029265.1 
es; Micrococ 


NR_029078.1 


3044304 3044408 1 101 gi|219846892|ref|NR_026484.1| Rarobacter 
in YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacter. 

3207523 3207612 1 87 gi|219846783|ref|NR_026375.1| Corynebacterium 
ain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

3511708 3511796 1 86 gi|219846568|ref|NR_026160.1| Microbacterium 
SM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

120280 120368 1 86 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 


2 Cellulomonas uda Bacteria; 
Ce 


eae; Cellulomonas. 
Microbacterium 
Microbacterium 
cineae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

585070 Bacteria_16S 506389 506477 1 86 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

585070 Bacteria_16S 713846 713923 1 75 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

585070 Bacteria_16S 851895 851983 1 86 gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 


radiotolerans Bac 
Kineosporiaceae; 


585070 Bacteria_16S 


strain IFM 10084 


strain YZ-96 16S 


strain IFM 0245 1 
Actinobacteria; A 


585070 Bacteria_16S 


strain I-132 16S 
Actinobacteria; A 


585070 Bacteria_16S 


strain I-273 16S 
Actinobacteria; A 


585070 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


585070 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


585070 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


585070 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


585070 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


585070 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


teria; Actinobacteria; Actinobacterida 
Kineococcus. 

1043412 1043500 1 86 gi 
ne 
1044968 1045056 1 86 


ribosomal RNA, partial sequence 


gi 


ne 
1052544 1052632 1 86 gi 
ctinobacteridae; Actinomycetales; Cory 
1114323 11144111 86 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1115849 11159371 86 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1136962 11370501 86 
mal RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
1138513 1138601 1 86 gi 


ne 


Kine 
gi 


OSs 


Kine 
gi 


Os 


ob 


Actinomycetales; Micrococcineae; Microb 
1262313 1262401 1 86 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1950088 1950176 1 86 gi 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
e; Pseudonocardia. 

2079842 2079922 1 78 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 

2306005 2306093 1 86 gi 
in ATCC BAA-173 16S ribosomal RNA, compl 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 


al 


eq 


, 


s 


’ 


, 


585070 Bacteria_16S 


2333274 23333621 86 gi 


265678349 
16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
585070 Bacteria_16S 265678348 
1044481 10459 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
585070 Bacteria_16S 265678342 


6S ribosomal RNA, partial sequence 1052113 10535 


265678299 
1113840 11153 


265678298 
1115364 11168 


253680765 
1136447 1137959 Leifs 


253680764 
omal RNA, complete sequence 1138010 1139535 Leifs 


219846681 


219878228 


219878136 


219857525 


219857507 


e; Actinomycet 


ref 
bacterineae; 
ref 
bacterineae; 
ref 
bacterineae; 
ref 
poriineae; 
ref 
poriineae; 
ref 

onia 
eae; 
ref 

onia 
eae; 
ref 


acteriac 


acteriac 


12618 
Coryneba 


ref 


es; 


uence 
Actinomyceta 
ref 
equence 
Actinomyceta 
ref 
ence 
ceta 


ete sequ 
Actinomy 


51 1263306 Dietz 


1949601 19511 


2079371 20808 


ales; Kineos 


NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028600.1 


ineosporiace 
NR_028599.1 


ineosporiace 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_026273.1 
i 
cterineae; D 
NR_025367.1 
1 
les; Pseudon 
NR_025275.1 
7 
les; Propion 
NR_025113.1 

230551 


les; Coryneb 


ref 


poriineae; 


Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
K 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
K 


ae; Kineosporia. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Pseudonocardia 

2 Pseudonocardia 
ocardineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


NR_025095.1 


Nocardiopsis 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

585070 Bacteria_16S 2383208 2383296 1 86 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

585070 Bacteria_16S 2401398 2401486 1 86 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

585070 Bacteria_16S 2512066 2512154 1 86 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
585070 Bacteria_16S 2578484 2578572 1 86 gi|219857282|ref|NR_024913.1]| Cellulomonas persica 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
585070 Bacteria_16S 2677664 2677752 1 86 gi|219857204|ref|NR_024832.1| Nocardia takedensis 


strain MS1-3 16S ribosomal RNA, partial sequence 


2677198 26786 


45 Nocardia takedensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

585070 Bacteria_16S 3152707 3152795 1 86 gi|219846820|ref|NR_026412.1| Terracoccus luteus 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Terracoccus. 
585070 Bacteria_16S 3351538 3351626 1 86 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 
585070 Bacteria_16S 3510186 3510274 1 86 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

585070 Bacteria_16S 4216786 4216874 1 86 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

585070 Bacteria_16S 135517 135608 1 89 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

585070 Bacteria_16S 579273 579352 1 77 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

585070 Bacteria_16S 607942 608021 1 77 gi| 265678646 |ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

585070 Bacteria_16S 740015 740082 1 65 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
585070 Bacteria_16S 1280291 1280370 1 77 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 
585070 Bacteria_16S 1360942 1361009 5 69 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 
585070 Bacteria_16S 1500255 1500334 1 77 gi|219846622|ref|NR_026214.1| Corynebacterium 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 
585070 Bacteria_16S 1528797 1528864 1 65 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 
585070 Bacteria_16S 1625846 1625937 1 89 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 
585070 Bacteria_16S 1682234 1682325 1 89 gi|219878420|ref|NR_025559.1| Actinomyces oricola 
strain R5292 16S ribosomal RNA, partial sequence 1681727 1683234 Actinomyces oricola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
585070 Bacteria_16S 1738661 1738752 1 89 gi| 219878382 |ref|NR_025521.1]| Actinomyces 


cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 


TATGTATGAAGGTAAGTAAGGAAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGCCCGGAATCACTGGGCGTAAAGGGGG 
CGTAGGCGGTCTCATAAGTCAGGTGTGAAATGTCACTGCTCAACGGTGTCAGTGCGCATGAAACTGTGAGACTTGAGGGTACCAGAGGTAGACAGAATTACCTGA 
GTAGGGGTGAAATCCGTAGATACAGGTAAGAATGCCAGTGGGGAAGCCGGTCTACTGGGGTGACCCTGACGCTGAGGCCCGAAAGCTAGGGTAGCAAACCGGATT 
AGATACCCGGGTAGTCCTAGCAGTAAACGATGCTCACTAGGTGTGGGGCAAGAAAGCTCCGTGCTGAAGCAAACGCGATAAGTGAGCCGCCTGGGGAGTACGCCC 
GCAAGGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAACCGAAGAACCTTACCAGGGCTTGACATGGAGA 
TAAGGCATAAGAAATTATGTCAACCTGTATGTAAATATAGGAGTCTCACACAGGTGGTGCACGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCA 
CAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTAAGTTGGGCTACTCTAGCGAGACAGCCGTCGACGAGACGGAGGAAGGAGGGGATGACGTCAGGTAAGCG 
TGCCCCTTATGCTCTGGGCGACACACGTGCTACAATGGTGAGGGCAAAAGGCAGCGAAGCCGCGAGGTAGAGCGAATCCTATAAACCTCATCGTAATTCGGATTG 
CAGGCTGAAACCCGCCTGCATGAAACCGGAATCGCTAGTAATCGCAGGTCAGCCAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCA 
CCCGAGTTGGAGACACCTGAAAAGGGAAGAAGTAACCGAAANGGGCTAATCTCTTCAGGGTGGAGCTAGCGAGGGGGGCGAAGTCGTAACAAGGTAGGTGTACCG 
GAAGGTGCGCCTGGATCACCTCCTTTCTAAGGAGAAGGCGAAGGTCTCTATCTACTAATGAGAGAGTAAAAGATGGGGTGGTAGCTCAGTTGGGAGAGCGTCTCT 
TTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGGACAAACGCTGGCGGCGTGCCTAACACATGCAAGTC 
GAGCGGTCTTTAATTGGGGAAATCTTCGGATGGAACCGATTAAAGATACCGCCGGACGGGTGAGTAACGCGTGGGTAATCTACCCTTCAGACTGGGATAACACCG 
GGAAACTGGTGCTAATACCGGATACGGTCTACGGGAGGCATCTTCTGTAGAAGAAAGGTGGCGCAAGCTACCGCTGAAGGATGAGCCCGCGTCCCATTAGCTAGT 
TGGTGAGGTAATGGCTCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCAACCCCGCGTGAGCGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCATCAGGGACGAAGTCTTAAAGG 
CGAATAGCCTTTAAGGTGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGG 
CGTAAAGGGCGTGTAGGCGGCCTGGCAAGTCAGATGTGAAAAACCCCGGCTTAACCGGGGGCATGCATTTGAAACTGCCGGGCTTGAGGGCAGGAGAGGAGAGTG 
GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGCCTGGCCCTGACGCTGAGGCGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTTGTGTGCCGCAGTAAACACAATAAGTACCCCGC 
CTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCGG 
GGTTTGACATCCTGCGAACCTGGTGGAAACACTGGGGTGCCTTCGGGGAACGCAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCCTACCTTTAGTTGCCAGCGGGTAAAGCCGGGCACTCTAAAGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATATCCCGGGCTACACACGTGCTACAATGGCCTGTACAAAGGGGTGCGAAGGAGCGATCCGGAGCGAATCCCAAAAAGCAGGTCTCAG 
TTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCACGAAAGCTGGCAACACCCGAAGCCGGTGACCTAACCCGCGAGGAAGGAGCCGTCTAAGGTGGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGTAGC 
CGTATCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGAACGGAAAGG 
CCTTTNGGGGGTGCTCGAGTGGCGAACGGGTGGGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATAGGACCA 
TGGGATGCATGTCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCG 
ACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGCTGCCGGTTTTCCGGTGGTGACGGTAGGTGGAGAAGAAGCACCGGCCA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATTCCC 
TGGCTTAACTGGGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGT 
ACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGACTGCAGAGATGTGGTTTCCCTTGT 
GGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGCGTGAT 
GGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGC 
CGGTACAAAGGGCTGCGATGCCGTGAGGTTTAGCGAATCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGT 
AATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCGC 
AAGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNTTTCGATTCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCAGAGTGCTTGCACTCTGGTGAGAGTG 
GCGAACGGGTGAGTAATGCGTGACCGACCTGCCCCATGCTCCGGAATAGCTCCTGGAAACGGGTGGTAATGCCGGATGCTCCAGTTGACCGCATGGTCTTCTGGG 
AAGGATTTTATCGGCATGGGATGGGGTCGCGTCCTATCAGCTTGTTGGTGGGGCAATGGCCCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGG 
CCTTCGGGTTGTAAACCTCTTTTGTTAGGGAGCAAGCGTAAGTGAGTGTACCTTTCGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCCGGTGTGAAAGTCCATCGCTTAACGGTGGATCTGCGCCGGGTACGGGC 
AGGCTAGAATGCGGTAGGGGAGACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCTGGGCCGTTATTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGACGCTGGATGTGGGGCCCGTTCCACGGGTTCCGTG 
TCGGAGCTAACGCGTTAAGCGTCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTTCCGGACGACCTCAGAGATGGGGTTTCCCTTCGGGGCCGGTTCACAGGTGGTGCATGGTCGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTGTGTTGCCAGCGCGTCATGGCGGGAACTCGCAAGGGACCGCCGGGGTTAA 
CTCGGAGGAAGGTGGGGATGACGTCAGATCATCATGCCCCTTACGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAACGGGATGCGACGCCGCGAGGCGGA 
GCGGATCCCTGAAAACCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGGCGGAGTCGCTAGTAATCGCGAATCAGCAACGTCGCGGTGAATGCG 
TTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTGGGTAGCACCCGAAGCCGGTCGCCTAACCTTTTGGAGGGAGCCGTCTAAGGTGAGACTCGTGAT 
TGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNTTTCGATTCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCTCTCCAGCTTGCTGGGGGGGTGAGAGTGGCGAACGGGT 
GAGTAATGCGTGACTAACCTGCCTCATGGTCTGGAATAGCTCCTGGAAACGGGTGGTAATGCCGGATGGTCCAACTTTCCGCATGGTTTGTTGGGAAAGCTTTTG 
CGCCATGGGATGGGGTCGCGTCCTATCAGCTTGTTGGTGGGGTGTTGGCCTACCAAGGCTTCGACGGGTAGCCGGCCTAAGAGGGCGACCGGCCACATTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGCCTTCGGGTCG 
TGAACCGCTTTTACAGGGGAGCAAGCTTTCGGGTGAGTTAACTTTGTGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGT 
TGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGTCGCGTCTGGTGTGAAAGCCCGCTGCTTAACGGTGGGTTTGCGTTGGATACGGGCGGGCTTGAG 
TGCAGTAGGGGAGACTGGAATTCTCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCTATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGG 
AGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGGTGGACGCTGGATGTGGGGCCCATTTCCACGGGTTCCGTGTCGGAGCT 
AACGCGTTAAGCGTCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCAGGGCTTGACATGTTGACGATCGCCTCAGAGATGGGGCTTCCCTTCGGGGCGTCTTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCTTTGTGTTGCCAGCGGGTCGTGCCGGGTACTCGCAAGGGACCGCCGGGGTTAACTCGGAGG 
AAGGTGGGGATGACGTCAGATCATCATGCCCCTTACGTCCTGGGCTTCACGCATGCTACAATGGCCGGTACAGCGGGATGCGATGCCGTGAGGCGGAGCGGATCC 
TGTAAAACCGGTCTCAGTTCGGATCGGAGCCTGCAACTCGGCTCCGTGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATGCGTTCCCGGG 
CCTTGTACACACCGCCCGTCAAGTCATGAAAGTGGGCAGCACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCTAAGGTGAGGTCCGCGATTGGGACT 
AAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTT 
CGATTCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCCTGGCGCTTGCGCCGGGGTGAGAGTGGCGAACGGGTGAGTAATG 
CGTGACCAACCTGCCCCATGCACCGGAATAGCTCCTGGAAACGGGTGGTAATGCCGGATGCTCCAGATGACCGCATGGGATTCTGGGAAAGCTTTTGCGGCATGG 


cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


585070 Bacteria_16S 1855732 1855811 1 TI gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

585070 Bacteria_16S 1886406 1886473 1 65 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 

585070 Bacteria_16S 2454802 2454877 1 73 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

585070 Bacteria_16S 2656658 2656737 1 77 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

585070 Bacteria_16S 2658183 2658262 1 77 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

585070 Bacteria_16S 2898502 2898581 1 a gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

585070 Bacteria_16S 2903088 2903166 1 76 gi|219856854|ref|NR_024673.1| Zimmermannella alba 
strain IFO 15616 16S ribosomal RNA, partial sequence 2902597 2904077 Zimmermannella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
585070 Bacteria_16S 3012426 3012505 1 77 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 

585070 Bacteria_16S 3068460 3068563 1 100 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

585070 Bacteria_16S 3119679 3119758 1 TI gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

585070 Bacteria_16S 3175583 3175662 1 LT gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

585070 Bacteria_16S 3213496 3213575 1 77 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

585070 Bacteria_16S 3215019 3215098 1 77 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

585070 Bacteria_16S 3498180 3498256 1 74 gi|219846577|ref|NR_026169.1| Actinomyces radingae 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
585070 Bacteria_16S 3721423 37215141 89 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

585070 Bacteria_16S 4049537 4049616 1 77 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
585070 Bacteria_16S 126418 126496 1 76 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
585070 Bacteria_16S 144590 144668 1 76 gi| 265678966 |ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

585070 Bacteria_16S 147496 147585 1 86 gi|265678964|ref|NR_029272.1| Kineococcus 


aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 


147044 148460 Kineococcus 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

585070 Bacteria_16S 3354625 3354703 1 76 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

585070 Bacteria_16S 3398684 3398787 1 100 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

585070 Bacteria_16S 3430273 3430362 1 87 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

585070 Bacteria_16S 3624192 3624269 1 75 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
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585070 Bacteria_16S 2136039 2136116 1 75 gi|219857644|ref|NR_025233.1| Mycobacterium brumae 
strain ATCC 51384 16S ribosomal RNA, partial sequence 2135574 2137022 Mycobacterium brumae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
585070 Bacteria_16S 2148074 2148151 1 a5 gi|219857636|ref|NR_025225.1| Mycobacterium parmense 
strain MUP 1182 16S ribosomal RNA, complete sequence 2147582 2149114 Mycobacterium parmense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
585070 Bacteria_16S 2164714 2164791 1 75 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
585070 Bacteria_16S 2217752 2217829 1 75 gi|219857587|ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
585070 Bacteria_16S 2324265 2324356 1 89 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

585070 Bacteria_16S 3310559 3310646 1 86 gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

585070 Bacteria_16S 3434451 3434536 1 83 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

585070 Bacteria_16S 3492202 3492279 1 75 gi|219846581|ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

585070 Bacteria_16S 3607977 3608054 1 75 gi|219846500|ref|NR_026092.1| Mycobacterium 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

585070 Bacteria_16S 3625737 3625814 1 75 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

585070 Bacteria_16S 3664075 3664152 1 75 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

585070 Bacteria_16S 4062967 4063044 1 75 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

585070 Bacteria_16S 4073574 4073651 1 75 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

585070 Bacteria_16S 4233429 4233506 1 75 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
585070 Bacteria_16S 564364 564452 1 86 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
585070 Bacteria_16S 1325953 1326041 1 86 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

585070 Bacteria_16S 1521131 15212111 78 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

585070 Bacteria_16S 1729537 1729625 1 86 gi| 219878388 |ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
585070 Bacteria_16S 2161614 2161702 1 86 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

585070 Bacteria_16S 2328682 2328770 1 86 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

585070 Bacteria_16S 2833938 2834018 1 78 gi|219856901|ref|NR_024722.1| Nocardia vinacea 


strain MK703-102F 


1 16S ribosomal RNA, partial sequence 


2833466 2834941 Nocardia vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


585070 Bacteria_16S 3476974 3477062 1 86 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

585070 Bacteria_16S 476 543 1 65 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

585070 Bacteria_16S 2015 2082 1 65 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

585070 Bacteria_16S 398592 398671 1 77 gi| 265678789 |ref|NR_029094.1] Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
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585070 Bacteria_16S 889747 889826 1 76 gi| 265678451 |ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
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Promicromonosporaceae Hi 


Actinomyces 
2 Actinomyces 
mycineae; 


Corynebacterium 
7 Corynebacterium 
terineae; 


Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Thermosyntropha 
syntropha lipolytica 
opha. 

Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


ref|NR_025375.1 
1937348 193875 


Brevibacterium 
9 Brevibacterium 


paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Brevibacteriaceae; 


585070 Bacteria_ 
strain YIM 90003 


Streptomonospora. 
585070 Bacteria_ 


baikonurensis str 
baikonurensis Bac 
Rho 


Nocardiaceae; 
585070 Bacteria_ 
strain IAM 14848 


strain DSM 7083 1 


strain R18165 16S 


Brevibacterium. 


16S 2157140 2157218 1 76 gi 


Stre 


16S 2746609 2746687 1 76 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

16S 2900061 2900104 44 


87 gi 


3200096 3200174 1 76 gi 
rain CCUG 35717 16S ribosomal RNA, par 
M 44385 Bacteria; Actinobacteria; Acti 
e; Corynebacterium. 

3356185 3356263 1 


76 gi 


3622691 3622768 1 75 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
4237951 4238029 1 76 gi 
ribosomal RNA, complete sequence 


’ 


219857630 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 
219857156 
equence 


e; 


219856856 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 
kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 
585070 Bacteria_16S 


oc 
219846788 
ti 
no 


219846679 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 
subsp. paratuberc 
avium subsp. para 
Corynebacterineae 
585070 Bacteria_16S 


oc 
219846490 
pa 


ob 
219846043 


4237444 42389 


osporang 


Actinomycet 


occineae 


al seque 
bacterid 


occineae; 


rtial se 
Actinobac 
acterium avi 


ref |NR_025219.1 


ineae; Nocardio 
ref|NR_024784.1 

2746146 27474 
ales; Coryn 


ref|NR_024675.1 


> Mi 
ref 
nce 
ae; 


crobacteria 
NR_026380.1 

319961 
Actinomycet 
ref |NR_026271.1 
rmabacterac 
NR_026082.1 
ce 362222 
dae; Actino 
um complex 
NR_025633.1 


; De 
ref 
quen 
teri 


( 


ref 


9 
e. 


a 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
Pp 


saceae; 
Rhodococcus 
3 Rhodococcus 


bacterineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 
c 


eae; Pseudoclavibacter. 
Corynebacterium 

4 3201013 Corynebacterium 

les; Corynebacterineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 
e 


ae; Dermabacter. 
Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 
Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
585070 Bacteria_16S 45782 45859 1 75 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
585070 Bacteria_16S 53621 53655 1 35 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
585070 Bacteria_16S 104970 105004 1 35 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 


wiegelii strain R 
Firmicu 
585070 Bacteria_16S 


Bacteria; 


vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 


585070 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


585070 Bacteria_16S 


aichiense strain 


t8.Bl 16S ribosomal RNA, partial seque 


nce 10448 


6 105949 Thermo 


anaerobacter wiegelii 


tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
115702 I15779° 1 T5 gi|265678985|ref|NR_029293.1| Mycobacterium 
n PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
204176 204210 1 35 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
in H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
eria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 
227124 227201 1 75 gi|265678911|ref|NR_029219.1| Mycobacterium 
49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

585070 Bacteria_16S 228630 228707 1 75 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
585070 Bacteria_16S 230138 230215 1 75 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
585070 Bacteria_16S 336810 336888 1 76 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

585070 Bacteria_16S 442003 442076 1 71 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

585070 Bacteria_16S 480110 480187 1 75 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

585070 Bacteria_16S 595917 595951 1 35 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
585070 Bacteria_16S 801813 801847 1 35 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 


subterraneus Bacteria; 
Thermaerobacter. 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Incertae Sedis; 


585070 Bacteria_16S 
siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


905066 905100 1 


eria; Firmicutes; 


r. 


35 gi 


in SR4 16S ribosomal RNA, partial sequ 
Clostridia; 


Thermoan 


265678441 
ence 90455 


aerobacter 


585070 Bacteria_ 


frederiksbergense 
frederiksbergense 


Mycobacteriaceae; 
585070 Bacteria_ 


brockii subsp. br 


Thermoanaerobacte 
585070 Bacteria_16S 


thermacidophilum 


16S 1235325 1235402 1 75 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

16S 1313580 1313614 1 35 gi 
ockii strain HTD4 16S ribosomal RNA, 
rales; Thermoanaerobacteraceae; Thermo 
1330509 1330587 1 76 gi 
subsp. porcinum strain P3-14 16S ribos 


219878254 
artial seq 
ridae; Act 


228718892 
partial se 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
anaerobact 
219846082 
omal RNA, 


ref |NR_028743.1 


ales; Thermoana 
ref |NR_025393.1 
uence 123486 


inomycetales; C 


ref 
quen 


NR_027577.1 
ce 131309 


er. 
ref 
comp 


NR_025672.1 
lete sequenc 


8 906118 Thermo 
e 


fo} 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Thermoanaerobacter 


4 1314606 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 
585070 Bacteria_16S 
la 

Thermoanerobacter brockii subsp. 
Thermoanaerobacte 
585070 Bacteria_16S 
canariasense stra 
canariasense Bact 


brockii subsp. 


Mycobacteriaceae; 


585070 Bacteria_16S 


rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 


585070 Bacteria_16S 


smegmatis strain 


smegmatis Bacteri 


Mycobacteriaceae; 


585070 Bacteria_16S 


tokaiense strain 


tokaiense Bacteri 


Mycobacteriaceae; 


585070 Bacteria_16S 


strain FI-13295 1 


Bacteria; 


strain FI-25796 1 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
585070 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


585070 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


585070 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


585070 Bacteria_16S 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


585070 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


585070 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


585070 Bacteria_16S 


; Bifidobacteriaceae; Bifidobacterium. 


1506077 15061111 35 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; Thermo 
1560500 1560577 1 75 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
1726461 1726538 1 75 gi 
DSM 44223 16S ribosomal RNA, partial s 


rales; 


, 


Mycobacterium. 
2033676 2033753 1 75 gi 
ATCC 19420 16S ribosomal RNA, partial 


Mycobacterium. 
2131505 2131582 1 75 gi 
ATCC 27282 16S ribosomal RNA, partial 


Mycobacterium. 


2327279 2327356 1 75 gi 


2387790 2387824 1 35 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2593980 2594057 1 75 gi 


nce 
S; 


ne 
2639983 2640060 1 75 gi 
16S ribosomal RNA, partial sequence 

ne 
2755492 2755526 1 35 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2757071 2757105 1 35 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


ne 
er 


al 
di 


2904641 2904675 1 35 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


ue 
al 


3083666 3083700 1 35 gi 
ain L-64 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
r. 


qu 
na 


3155858 3155892 1 35 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3174055 3174089 1 35 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 


se 
cl 


Ss; 


219846365 
so. 
Bacteria; 
an 
219846147 
eq 


219878390 
eq 
a; Actinobacteria; Actinobacteridae; Act 


219878172 
se 
a; Actinobacteria; Actinobacteridae; Act 


219857647 
se 
a; Actinobacteria; Actinobacteridae; Act 


219857511 
6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
585070 Bacteria_16S 
yonseiensis strai 
Firmicu 
585070 Bacteria_16S 


ne 
219857468 


219857272 
6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


585070 Bacteria_16S 219857231 


219857149 


219857148 


219856853 


219846866 


219846818 


219846805 


mal RNA, 
aerobact 
uence 


Actinomy 


uence 
inomycet 


quence 
inomycet 


quence 
inomycet 


bacterin 


23873 
Thermoa 


e 


bacterin 


26395 
bacterin 


e 27549 
ales; Th 


sequenc 
ales; Cl 


nce 


es; Clos 


ence 
erobacte 


quence 
ostridia 


31735 
Thermoa 


ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref |NR_025737.1 

1560055 156148 
cetales; Coryneb 


ref|NR_025529.1 
1725987 172747 
ales; Corynebact 


’ 


ref|NR_025311.1 
2033216 203470 
ales; Corynebact 


ref |NR_025236.1 
131039 213248 


ales; Corynebact 


ND 


, 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref |NR_024672.1 
2904128 290561 
tridiales Family 


ref|NR_026458.1 
3083185 308466 
rales; Thermoana 


ref 
3 


NR_026410.1 
155325 315690 
les; Peptococcac 
ref|NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 


3201537 3201628 1 89 gi 


219846787 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


, 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Desulfotomaculum 

1 Desulfotomaculum 
eae; Desulfotomaculum. 
Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 


v 


ref |NR_026379.1 


Corynebacterium phocae 


strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


585070 Bacteria_16S 3322667 3322736 1 67 gi 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, parti 


2 


aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaer 
Incertae Sedis; Thermoanaerobacterium. 
585070 Bacteria_16S 3336309 3336386 1 75 gi|219846694|ref|NR_026286.1 


strain DSM 44183 16S ribosomal RNA, partial sequence 3335 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
585070 Bacteria_16S 3337818 3337895 1 75 gi| 219846693 |ref|NR_026285.1 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 333881 


parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

585070 Bacteria_16S 3339330 3339407 1 75 gi|219846692|ref|NR_026284.1 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 333886 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacteriaceae; Mycobacterium. 

585070 Bacteria_16S 3615553 3615630 1 75 gi| 219846495 |ref|NR_026087.1 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
585070 Bacteria_16S 3636482 3636559 1 75 gi|219846481|ref|NR_026073.1 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycoba 


al 


19846704 
sequenc 


ref|NR_026296.1 
e 3322195 332367 


845 3337303 Mycobacterium 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium duvalii 
cterium duvalii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
585070 Bacteria_16S 3764521 3764555 1 35 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
585070 Bacteria_16S 3882834 3882868 1 35 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
585070 Bacteria_16S 4038922 4038999 1 75 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
585070 Bacteria_16S 4085859 4085893 1 35 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
585070 Bacteria_16S 4230408 4230442 1 35 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
585070 Bacteria_16S 162795 162859 1 62 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
585070 Bacteria_16S 242613 242701 1 86 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
585070 Bacteria_16S 836903 836991 1 86 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
585070 Bacteria_16S 1132448 1132512 1 62 gi 
sanguinis strain CF63 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Brevibacterium. 
585070 Bacteria_16S 1147584 1147672 1 86 gi 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
585070 Bacteria_16S 1298396 1298460 1 62 gi 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 1603255 1603319 1 62 gi 
picturae strain LMG 22061 16S ribosomal RNA, partial se 
picturae Bacteria; Actinobacteria; Actinobacteridae; Ac 
Brevibacterium. 
585070 Bacteria_16S 2155580 2155648 1 66 gi 
taiwanensis strain LS-293 16S ribosomal RNA, partial se 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; 
Rubrobacteraceae; Rubrobacter. 


al 


ne 


oc 
qu 
ti 


qu 
Ru 


nebacterin 
253680768 
ce 


253680758 


219846893 


219878475 


219857631 


eae; Nocardiacea 
ref|NR_028016.1 
55 1133449 Brevib 
ococcineae; Brev 


11319 
es; Micr 
ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref|NR_026485.1 

1297919 1299312 Brevib 
occineae; Brevibacteriac 
ref|NR_025614.1 

1602772 160426 
les; Micrococcin 


11471 
bacterin 


ence 
nomyceta 


ref|NR_025220.1 
2155131 215660 
rales; Rubrobact 


ence 
brobacte 


e; 


Nocardia. 
Brevibacterium 


acterium sanguinis 
ibacteriaceae; 


Nocardia ignorata 


ia ignorata Bacteria; 
e; 


Nocardia. 
Brevibacterium avium 


acterium avium Bacteria; 
eae; 


Brevibacterium. 
Brevibacterium 


4 Brevibacterium 
eae; 


Brevibacteriaceae; 


Rubrobacter 


6 Rubrobacter 
erineae; 


585070 Bacteria_16S 3394145 3394209 1 62 gi 


219846649 


ref|NR_026241.1 


Brevibacterium iodinum 


strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 3395147 Brevibacterium iodinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 


585070 Bacteria_ 


strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


585070 Bacteria_ 


strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 35035 


16S 3457209 3457297 1 86 2 


gi 


16S 3502571 3502635 1 62 gil|2 


oc 


19846605 


19846574 


occineae 


Nesterenkonia halobia 
halobia Bacteria; 


ref |NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae; Nesterenkonia. 
ref|NR_026166.1| Brevibacterium linens 
72 Brevibacterium linens Bacteria; 


’ 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
585070 Bacteria_16S 3601939 3602006 1 65 gi|219846505|ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

585070 Bacteria_16S 4075063 4075151 1 86 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 


strain AS 4.1860 


Brevibacterium. 


585070 Bacteria_16S 
strain KMM 3637 1 


Rubrobacteraceae; 


585070 Bacteria_16S 
strain CC-1 16S r 
Ther 
585070 Bacteria_16S 
strain Met-12 16S 
Ther 
585070 Bacteria_16S 


Thermotogae; 


Thermotogae; 


strain YIM 31530 


Thermotogae; 


4112893 4112957 1 62 gi 
KM Ac-2280 16S ribosomal RNA, partial 
; Actinobacteria; Actinobacteridae; Ac 


4120446 41205101 62 gi 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
451157 451189 1 33 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; 
461864 461931 1 


gi 


Petrotoga. 
65 gi 


614159 614191 1 33 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
880614 880693 1 77 gi 
37 16S ribosomal RNA, partial sequence 


gi 


ne 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
585070 Bacteria_16S 
permense strain V. 
permense Bacteria; 


quence 


219846137 
6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
585070 Bacteria_16S 
radiotolerans str 
radiotolerans Bac 


329993 33159 


265678753 
450666 45216 


265678743 
16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
585070 Bacteria_16S 
strain SL24 16S r 
Ther 
585070 Bacteria_16S 
strain NRRL B-161 


ionibacter 
265678642 
613678 61515 


265678458 


88012 


bacterin 
219846142 
se 


tinomyceta 


23 Nocardia xishanensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_025732.1| Brevibacterium 
4112427 4113885 Brevibacterium 

les; Micrococcineae; Brevibacteriaceae; 


ref|NR_025727.1| Brevibacterium celere 
73 Brevibacterium celere Bacteria; 


ococcineae; Brevibacteriaceae; Brevibacterium. 
262111 262178 1 65 gi| 265678885 |ref|NR_029191.1]| Rubrobacter 
ain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
teria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacter. 
330482 330514 1 33 gi|265678840|ref|NR_029145.1| Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


ref|NR_029058.1| Petrotoga mexicana 
9 Petrotoga mexicana Bacteria; 


ref|NR_029048.1| Kribbella antibiotica 
4 Kribbella antibiotica Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_028947.1| Petrotoga olearia 

2 Petrotoga olearia Bacteria; 


ref|NR_028760.1 
9 881579 Lentze 


Lentzea californiensis 
a californiensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 

585070 Bacteria_16S 1299851 12999181 65 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
585070 Bacteria_16S 1335150 1335182 1 33 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 


strain SJ95 16S r 
Ther: 
585070 Bacteria_16S 
auripigmenti stra 
auripigmenti Bact 
585070 Bacteria_16S 
strain SL25 16S r 
Ther: 
585070 Bacteria_16S 
albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 
585070 Bacteria_16S 
propionicum strai 
propionicum Bacte 


Thermotogae; 


Thermotogae; 


Propionibacteriac 


585070 Bacteria_16S 
avidum strain DSM 
Bacteria; Actinob 
Propionibacterium. 
585070 Bacteria_16S 


strain ATCC 49929 


Bacteria; Actinob 


Propioniferax. 


585070 Bacteria_16S 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1692906 1692973 1 65 gi 
in OREX-4 16S ribosomal RNA, partial s 


1334683 13361 


219878412 
equence 


55 Petrotoga mobilis SJ95 Bacteria; 


ref|NR_025551.1 
1692386 169391 


Desulfosporosinus 
7 Desulfosporosinus 


eria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
1813048 1813080 1 33 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 
ibosomal RNA, partial sequence 1812567 1814048 Petrotoga sibirica Bacteria; 
motogales; Thermotogaceae; Petrotoga. 
1925661 1925751 1 88 gi|219878244|ref|NR_025383.1]| Amycolatopsis 
in IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
2076723 2076787 1 62 gi|219878138|ref|NR_025277.1| Propionibacterium 
n DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionibacterium. 
2081394 2081458 1 62 gi|219878135|ref|NR_025274.1| Propionibacterium 
4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
2357434 2357513 1 Tt gi|219857489|ref|NR_025077.1| Propioniferax innocua 
16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
2883546 2883613 1 65 gi|219856869|ref|NR_024688.1| Thermacetogenium 


phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 


585070 Bacteria_ 


orientis strain D 
Firmicu 


Bacteria; 
585070 Bacteria_ 


saccharolytica st 
saccharolytica Ba 


Soehngenia. 
585070 Bacteria_ 


strain HD9 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


585070 Bacteria_ 


strain DSA1 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


585070 Bacteria_ 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


585070 Bacteria_ 
mcbrellneri ATCC 


ATCC 49030 Bacter 
Brevibacteriaceae 
585070 Bacteria_16S 


scardovii strain 


scardovii Bacteri 


Bifidobacterium. 


585070 Bacteria_16S 
reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 
585070 Bacteria_16S 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
585070 Bacteria_16S 


saperdae strain I 


saperdae Bacteria 


Microbacterium. 


585070 Bacteria_16S 


strain DZZM 328 1 


Corynebacterium. 


585070 Bacteria_16S 


strain DSM 4954 1 


Bacteria; 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


585070 Bacteria_16S 


strain IFO 13155 


methylpentosum st 
methylpentosum Ba 


585070 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


585070 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


585070 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


585070 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


16S 3154270 3154337 1 65 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
16S 4072040 4072107 1 65 gi 
rain BOR-Y 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
16S 4109782 4109849 1 65 
bosomal RNA, partial sequence 


gi 


16S 4111348 41114151 65 


ibosomal RNA, partial sequence 


gi 


16S 854909 854976 1 65 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

16S 1260870 1260948 1 76 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1832928 1833006 1 76 gi 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


v 


B 


2055393 2055480 5 89 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 

2078283 2078350 1 65 gi 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2957619 2957696 1 76 gi 
FO 15038 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


v 


v 


3435882 3435963 1 whe 


gi 


3475447 3475525 1 76 gi 


3584956 3585026 1 68 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3617062 3617139 1 75 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
3746381 3746458 1 76 gi 
Stre 
24764 24798 1 35 gi 
rain R2 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
257727 257761 1 35 gi 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; Thermoa 
309222 309256 1 35 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Rumino 
332173 332207 1 35 gi 
a strain JW 701/3 16S ribosomal RNA, c 


585070 Bacteria_16S 


4110861 41123 
ionibacter 


equence 
dae; 


Ac 


if 


poe k 
da 


se 
Ac 


qu 
ti 


6S ribosomal RNA, partial sequence 3435424 34367 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
585070 Bacteria_16S 
faecium strain AC 
Firmicu 
585070 Bacteria_16S 


ne 


en 
ne 


ce 
al 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
585070 Bacteria_16S 


ptosporang 


uence 
idiales; 


complete sequence 257219 25873 
naerobacte 
coccaceae; 


omplete se 


a Bacteria; Firmicutes; Clostridia; Thermoanaero 
oorella. 
338375 338453 1 76 gi| 265678832 


219846819 
en 
occaceae; 
219846171 
sequence 
idiales; 


219846145 


4109294 41108 
nibacter 


io 
219846144 


265678475 


219846707 
nce 12603 


219878313 
sequence 


219878154 
e; 


219878137 
quence 
tinomyce 


219856818 
ence 
nomyceta 


219846619 
bacterin 
219846592 


bacterin 
219846519 
ce 35844 
llaceae; 
219846494 
36165 


es; Cory 


219846403 


265679047 
Cc 
265678890 
265678854 
30877 


265678839 


RA161 16S ribosomal RNA, partial sequence 33788 
acteria; Actinobacteridae; Bifidobacteriales; Bi 
483180 483214 1 35 gi| 265678729 


ce 31537 


Cc 


Actin 


tinomyce 


idobacte 


al seque 
Actin 


ref |NR_026411.1 
64 3155274 Desul 
Desulfosporosin 
ref|NR_025761.1 

4071551 40730 
lostridiales Fa 
ref|NR_025735.1 
inea 
ref 


e; Nocardio 
NR_025734.1 


ineae; Nocardio 
ref|NR_028778.1 

854408 85593 
omycetales; Pro 


ref |NR_026299.1 
97 1261800 Brevi 
tales; Micrococ 


ref|NR_025452.1 
1832458 183383 
riales; Bifidob 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Str 


ref|NR_025276.1 
2077807 207932 
tales; Propioni 


ref |NR_024637.1 
2957165 295857 
les; Micrococci 


ref|NR_026211.1 


eae; Corynebacte 


ref|NR_026184.1 
eae; Nocardiacea 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


ref |NR_025994.1 


acidaminovorans strain srl15 16S ribosomal RNA, partial sequence 


acidaminovorans B 


acteria; Synergistetes; Synergistia; 


Synergistales; 


£, 
u 


4 
mily XI. 


1 
Pp 


b 
c 


a 


e 


b 


n 


Desulfosporosinus 
osporosinus orientis 
Ss. 
Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 
7 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 
i 


daceae; Kribbella. 
Propionibacterium 
Propionibacterium 
ionibacterineae; 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Phascolarctobacterium 
larctobacterium faecium 
terium. 

Mycobacterium 

cterium komossense 
ycobacteriaceae; 


Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


482698 484170 
Synergistace 


ineae; Streptosporangiaceae; Nonomuraea. 
ref |NR_029355.1| Clostridium 

24277 25711 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029198.1| Moorella glycerini 
1 Moorella glycerini Bacteria; 
raceae; Moorella group; Moorella. 
ref|NR_029160.1| Ruminococcus callidus 
4 310144 Ruminococcus callidus 
Ruminococcus. 
ref|NR_029144.1] Moorella 
quence 331642 333194 Moorella 
bacterales; Thermoanaerobacteraceae; 
ref|NR_029137.1| Bifidobacterium 
6 339399 Bifidobacterium saeculare 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029034.1| Dethiosulfovibrio 


Dethiosulfovibrio 
ae; Dethiosulfovibrio. 


GATGGGGTCGCGTCCTATCAGCTTGTTGGTGGGGTGATGGCCCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGCGGGATGGAGGCCTTCGGGTTGTAAACCGC 
TTTTATCGGGGAGCAAGCGAGAGTGAGTGTACCCGTTGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATT 
TATTGGGCGTAAAGGGCTCGTAGGCGGTTCGTCGCGTCTGGTGTGAAAGTCCATCGCTTAACGGTGGATCTGCGCCGGGTACGGGCGGGCTGGAGTGCGGCAGGG 
GAGACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCG 
TGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGATGCTGGATGTGGGGCCCTTTCCACGGGTTCCGTGTCGGAGCTAACGCGTTAAG 
CATCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAAC 
CTTACCTGGGCTTGACATGTTCCCGACGACGGCAGAGATGTCGTTTCCCTTCGGGGCGGGTTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCCGTGTTGCCAGCGCGTCATGGCGGGAACTCACGGGGGACCGCCGGGGTTAACCCGGAGGAAGGCGGGGAT 
GACGTCAGATCATCATGCCCCTTACGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAACGGGATGCGACATGGCGACATGGAGCGGATCCCTGAAAACCGG 
TCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGGCGGAGTCGCTAGTAATCGCGAATCAGCAACGTCGCGGTGAATGCGTTCCCGGGCCTTGTACACA 
CCGCCCGTCAAGTCATGAAAGTGGGCAGCACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCTAAGGTGAGGCTCGTGATTGGGACTAAGTCGTAACA 
AGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACATGCAAGTCGAAC 
GCACTTTCGTTGAATGAATTAGAGGTGCTTGCACCGAAGATGATTTTAGCTATAAAGTGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCAGAAGTGG 
GGGATAACACCTGGAAACAGATGCTAATACCGCATAACAAAGTAAACCGCATGGTTTACTTTTAAAAGATGGCTTCGGCTATCACTTCTGGATGGACCCGCGGCG 
TATTAGCTAGTTGGTGAGATAAAGGCTCACCAAGGCAGTGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGCTTTAGGGTCGTAAAACTCTGTTGTTGGAGAAGA 
ACGTGTGTGAGAGTAACTGCTCATGCAGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCC 
GGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCTTTTAAGTCTAATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATTGGAAACTGGAAGACTTGAGTGCAG 
AAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGA 
AAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCAT 
TAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAA 
GAACCTTACCAGGTCTTGACATCTTCTGCCAATCTAAGAGATTAGACGTTCCCTTCGGGGACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATTAGTTGCCAGCATTAAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGG 
GACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTTGCGAGACCGCGAGGTTTAGCTAATCTCTTAAAAC 
CGTTCTCAGTTCGGACTGCAGGCTGCAACTCGCCTGCACGAAGTTGGAATCGCTAGTAATCGCGGATCANCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGAGTAACCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NTAATCCTGGCTCAGAATGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGAGAAAGCTTGCTTTCTTGCTGACGAGTGGCGGACGGGTGAG 
TAATGTATGGGAATCTGCCCTCTAGTTGGGGACAACATATGGAAACGTATGCTAATACCGAATGTGATCTACGGATTAAAGGTGCCCTCTCCTTGGAAGGTATCG 
CTAGAGGATGAGCCCATATTAGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGAGGGAAACCTTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTA 
AAGCACTTTCAATTGTGAGGAAAGCTAAGTAGTTAATACCTGCTTAGTGTGACGTTAACTTTAGAAGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATA 
CAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACTGTTAAGTCGGTTGTGAAAGCCCTGGGCTCAACCTAGGAATTGCATCCGA 
TACTGGCAATCTAGAGTTTAAGAGAGGGAAGGGGAATTCCAGGTGTAGCAGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGCCTTCCTGGCTT 
AAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACGGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCTGTTGGCCTTATTAAAAAGG 
TTAGTAGCGCACGTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCTGCGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACGCAGTGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCTACCATTTAGTTGAGAACTCTAAAGAGACTGCCGGT 
GATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTATGGGATGGGCTACACACGTGCTACAATGGGGGGTACAAAGAGCAGCTAGCTGGCGAC 
AGTGCGCGAATCTCATAAAACCCTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGTCCGTCACACCATGGGAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCT 
GGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTCGCTCTGGGATAA 
CTCCGGGAAACCGGGGCTAATACCGGATATGACCTTCTTAGGCATCTTTGAAGGTGGAAAGAAAGTTTTTCGGCGAGGGATGAGCCCGCGGCCTATCAGCTTGTT 
GGTGGGGTAATGGCCTACCAAGGCAGTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCGCAATGGGCGAAAGCTGAACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGAC 
GGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
CTTGTCACGTCGACTGTGAAAACCCGGGGCTCAACTCCGGGCCTGCAGTCGATACGGGCTGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTG 
AAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGCCGGGTCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGNGGGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGACCTATCCACGGGTTCCGTGCCGCACCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGCTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGAAAA 
CTCGTAGAGATACGGGGTCTTCGGGGCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTC 
GTTGGATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGTTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGG 
GCTGCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGAAACCGTAAGGTCGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACC 
CCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACG 
CGAAGCCCGTGGCCCAACCCGTAAGGGGGGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTATCGCTANNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACTCTGGTATTGATTGGTGCTTGCATCATGATT 
TACATTTGAGTGAGTGGCGAACTGGTGAGTAACACGTGGGAAACCTGCCCAGAAGCGGGGGATAACACCTGGAAACAGATGCTAATACCGCATAACAACTTGGAC 
CGCATGGTCCGAGTTTGAAAGATGGCTTCGGCTATCACTTTTGGATGGTCCCGCGGCGTATTAGCTAGATGGTGGGGTAACGGCTCACCATGGCAATGATACGTA 
GCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGA 
GCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAGAA 
AGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGAT 
GTGAAAGCCTTCGGCTCAACCGAAGAAGTGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATA 
TGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATACCGT 
AAACGATGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATACTATGCAAATCTAAGAGATTAGAC 
GTTCCCTTCGGGGACATGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATCAGTTG 
CCAGCATTAAGTTGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTG 
CTACAATGGATGGTACAACGAGTTGCGAACTCGCGAGAGTAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGGG 
GTAACCTTTTAGGAACCAGCCGCCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGTCTCTTCGGAGGCTAGC 
GGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTCTCAGACTGGGATAACATAGGGAAACTTATGCTAATACCGGATAGGTTTNTGGANCGCATGGTCCGAAAA 
GAAAAGATGGCTTCGGCTATCACTGGGAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGG 


585070 Bacteria_16S 
strain ID131577 1 
Actinobacteria; R 
585070 Bacteria_16S 
azorensis strain 
Bacteria; Firmicutes; 
585070 Bacteria_16S 

strain NGA 16S ri 
Synergistetes; Sy 
585070 Bacteria_16S 
strain U 16S ribo 
Bacillales; Bacil 
585070 Bacteria_16S 
caldoxylosilyticu 
caldoxylosilyticu 
585070 Bacteria_16S 


peptidovorans DSM 11002 16S ribosomal RNA, partial sequ 
peptidovorans DSM 11002 Bacteria; 


Dethiosulfovibrio. 
585070 Bacteria_16S 


strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofus 


Firmicutes; 
585070 Bacteria_16S 
strain 3S-1 16S r 
Firmicutes; Bacil 
585070 Bacteria_16S 
strain ET-5b 16S 

Firmicutes; Bacil 
585070 Bacteria_16S 
xylanilyticus str 
xylanilyticus Bac 
585070 Bacteria_16S 
acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 
585070 Bacteria_16S 
strain SK-1 16S r 
Firmicutes; Bacil 
585070 Bacteria_16S 
subterraneus stra 
Bacteria; Firmicutes; 
585070 Bacteria_16S 


tes; 


s Bacteria; 


Lactobacillales; 


lales; 


lales; 


567372 567406 1 
653616 653650 1 
Clostridia; 
676398 676432 1 
839967 840001 1 
Geobacillus. 


957775 957809 1 


1171836 1171870 1 


1220116 12201501 
1870956 1870990 1 
Bacillaceae; 


1968263 1968297 1 


2070661 2070695 1 


ain XE 16S ribosomal RNA, 
teria; 


Firmicutes; 
2254252 2254286 1 


Clostridia; 
2266650 2266684 1 


Bacillaceae; 
2312103 23121371 


Bacillales; 
2337642 2337676 1 


Synergistales; 


bosomal RNA, partial sequence 
nergistia; 


Bacill 
35 


Synergistetes; 


35 


35 


ibosomal RNA, partial sequence 
Geobacillus. 


35 


ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 


35 


Bacillales; 


35 


35 


ibosomal RNA, partial sequence 
Geobacillus. 


35 


35 


strain BG29 16S ribosomal RNA, partial sequence 


Firmicutes; 
585070 Bacteria_16S 


marinus strain srl2 16S ribosomal RNA, partial sequence 
Synergistetes; 


Bacteria; 
585070 Bacteria_16S 
gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 
585070 Bacteria_16S 
berrensis strain CTT3 
Bacteria; Firmicutes; 
585070 Bacteria_16S 
pomorum strain 3A 16S 
Bacteria; Firmicutes; 
585070 Bacteria_16S 
sendaiensis strai 
sendaiensis Bacteria; 
585070 Bacteria_16S 
herbarius strain 
Bacteria; Firmicu 
585070 Bacteria_16S 
strain BS 16S rib 
Firmicutes; Clost 
585070 Bacteria_16S 
amylophilus strai 
Bacteria; Proteob 
585070 Bacteria_16S 


eria; 


Clostridia; 


Clostridiales; 
2351275 2351309 1 


Synergistia; 
2396852 2396886 1 


Firmicutes; 


2507498 2507532 1 


16S ribosomal RNA, partial sequen 
Clostridiales; 


Clostridia; 
2722679 2722713 1 


Heliobacteriacea 


35 


Synergistales; 


35 


35 


35 


MV1087 16S ribosomal RNA, partial sequ 


s strain $1812 16S ribosomal RNA, part 
Firmicutes; 


ales; 
gi 


gi 


gi 


1870444 18719 


gi 


Incertae S 


gi 


complete seq 
Paeniba 


gi 


Lup33 16S ribosomal RNA, partial sequ 
Clostridiales; 


gi 


2266147 22676 


gi 


in 34 16S ribosomal RNA, partial seque 


Bacillaceae; Geobacil 


gi 


2337153 23386 
Helioba 


gi 


gi 


in LBS3 16S ribosomal RNA, partial seq 


Clostridia; Clostrid 


gi 


gi 


ribosomal RNA, partial sequence 
Bacillales; Alicyclobacillaceae; 


2728859 2728893 1 
2787304 2787338 1 
2975961 2975995 1 

Clostridiales; 


3095593 3095666 1 


3230133 3230167 1 


35 


35 


35 


osomal RNA, partial sequence 
ridia; 


Clostrid 
71 


35 


gi 


n NTAP-1 16S ribosomal RNA, partial se 
Firmicutes; Bacillales; Alicyclob 


gi 


CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 


gi 


Ba 


Synerg 


Clostr 


Sy 


Clostr 


6S ribosomal RNA, partial sequence 566874 56834 
ubrobacteridae; 


somal RNA, partial sequence 839468 840930 Geoba 
laceae; 


cillaceae; 
228719312 


istia; 
219878362 
tis. 


219878287 


219878216 


1967755 19691 
Ther 


edis; 
219878143 
uence 

cillaceae; 
219857563 
en 
id 


219857555 


219857521 
nce 
lus. 
219857503 


e; 
219857493 


ne 
219857462 
uence 

iales; 


219857372 
ce 
idiaceae; 

219857173 


Al 
219857168 
quence 

ac 
219857125 
ce 27867 
Al 
219846939 


2975480 29769 


iaceae; 
gi 


n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 


gi 


cl 
219846858 
ence 30950 
dales; 
219846767 


ence 11713 
Syn 


ce 22537 
iales Fa 


23115 


23507 
rgistace 


Clo 


25070 


27221 
icycloba 


illaceae 


icycloba 


ostridiu 


Suc 


Geobacillus. 
ref |NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_025501.1 


ref |NR_025426.1 


ref|NR_025355.1 
micanus. 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


ref |NR_025143.1 


ref|NR_025109.1 
80 2313074 Geobac 
ref|NR_025091.1 
cterium. 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025050.1 

2396386 239781 
stridiales Famil 


ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_026531.1 


m. 
ref|NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 


35 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
3  Conexibacter woesei Bacteria; 
Solirubrobacterales; Conexibacteraceae; Conexibacter. 
35 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
ence 653163 654605 Caloranaerobacter azorensis 
Clostridiales; Clostridiaceae; Caloranaerobacter. 
35 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
675861 677456 Anaerobaculum mobile Bacteria; 
Synergistaceae; Anaerobaculum. 
35 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
cillus uzenensis Bacteria; Firmicutes; 
35 gi| 265678406 |ref|NR_028708.1| Geobacillus 
ial sequence 957258 958773 Geobacillus 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Thermobacillus 
8 Thermobacillus 


Sporanaerobacter 
aerobacter acetigenes 


e Sedis; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Anaerobranca 

8 Anaerobranca 

y XIV. Incertae Sedis; 


Thermohalobacter 
halobacter berrensis 
Alicyclobacillus 

lobacillus pomorum 


Alicyclobacillus 

6 Alicyclobacillus 
us. 

Alicyclobacillus 
lobacillus herbarius 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 


’ 


ref |NR_026359.1 


Peptoniphilus ivorii 


strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus ivorii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Incertae Sedis; Peptoniphilus. 


585070 Bacteria_16S 
flavefaciens stra 


3831198 3831232 1 35 gi| 219846341 


in C94 16S ribosomal RNA, partial sequence 3830735 3832122 Rumino 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
585070 Bacteria_16S 3834086 3834120 1 35 gi|219846339|ref|NR_025929.1 


strain 7 16S ribo 
Clostridia; Clost 
585070 Bacteria_16S 


ridiales; Ruminococcaceae; Ruminococcu 
4048055 4048089 1 35 gi 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
585070 Bacteria_16S 4078156 4078190 1 35 gi 
phenolicus strain LR7.2 16S ribosomal RNA, complete seq 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridia 
585070 Bacteria_16S 4172750 4172784 1 35 gi 
nitratireducens strain Met 79 16S ribosomal RNA, partia 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; 
585070 Bacteria_16S 4212166 42122001 35 gi|219846067 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 


s. 
219846188 
ence 40475 
Al 
219846167 
uence 
les; 

219846098 
L 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

585070 Bacteria_16S 420281 420345 1 62 gi|265678774|ref|NR_029079.1 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Brevibacterium. 

585070 Bacteria_16S 143059 143131 1 70 gi| 265678967 |ref|NR_029275.1 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfur 
585070 Bacteria_16S 670223 670255 1 33 gi| 265678602 
strain MV1075 16S ribosomal RNA, partial sequence 669757 67122 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 
585070 Bacteria_16S 1109741 1109809 1 66 gi 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; 
Coriobacteriaceae; Collinsella. 

585070 Bacteria_16S 1168760 1168828 1 66 gi 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequen 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochae 
585070 Bacteria_16S 1182446 1182513 1 65 gi 
stercorihominis DSM 17244 16S ribosomal RNA, partial se 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostri 
585070 Bacteria_16S 1395607 1395639 1 33 gi 


265678302 
sequence 
Coriobacte 


228719827 
ce 11682 
taceae; Sp 
228717350 
quence 

dia; Clost 
228715882 


somal RNA, partial sequence 3833603 3835009 Rumin 


icycloba 


Pepto 


sequence 


ref |NR_025931.1 


ococcus albus 7 
ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025757.1 

4077655 407918 
coccaceae; Crypt 
ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025657.1 


omon 
ref 


adaceae; Des 
NR_028907.1 


ref|NR_028604.1 
1109258 111072 
riales; Coriobac 


ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027541.1 


R 


strain KA3 16S ribosomal RNA, partial sequence 1395106 13965 

Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 

585070 Bacteria_16S 1705228 1705260 1 33 gi|219878404|ref|NR_025543.1 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 17061 

Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleo 
585070 Bacteria_16S 1790087 1790154 1 65 gi| 219878342 |ref|NR_025481.1 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 179108 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

585070 Bacteria_16S 1803858 1803925 1 65 gi| 219878333 |ref|NR_025472.1 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 180486 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

585070 Bacteria_16S 1880122 1880189 1 65 gi| 219878279 |ref|NR_025418.1 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 188113 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Prop 
585070 Bacteria_16S 2627848 2627915 1 65 gi|219857246|ref|NR_024876.1 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracil 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

585070 Bacteria_16S 2968280 2968359 1 77 gi| 219846945 |ref|NR_026537.1 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 296928 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
Propionibacteriaceae; Microlunatus. 

585070 Bacteria_16S 4132662 4132729 1 65 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

585070 Bacteria_16S 20126 20157 1 32 gi|265679050|ref|NR_029358.1 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
Burkholderia; Burkholderia cepacia complex. 

585070 Bacteria_16S 101936 102006 1 68 gi|265678995|ref|NR_029303.1 


Ruminococcus 
coccus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


Alicyclobacillus 
lobacillus vulcanalis 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Garciella 
8 Garciella 
Garciella. 
Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Marinitoga camini 


5 Marinitoga camini Bacteria; 


Collinsella 
0 Collinsella 
terineae; 


Spirochaeta 
haeta smaragdinae DSM 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Virgibacillus 
7 Virgibacillus 


Virgibacillus 
2 Virgibacillus 


Propionispora 

1 Propionispora 
ionispora. 
Gracilibacillus 
ibacillus halotolerans 


Microlunatus 
7 Microlunatus 


ibacterineae; 


Halobacillus locisalis 


locisalis Bacteria; 


Burkholderia 
Burkholderia 
lderiaceae; 


Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 


585070 Bacteria_1 


strain KB740 16S 
Proteobacteria; 


strain P 1-22-1 1 


Proteobacteria; 


Bacteria; 


strain SEBR 7054 
Thermotogae; 


Proteobacteria; 


Bacteria; 


australiensis Bac 
Quatrionicoccus. 


585070 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


585070 Bacteria_16S 
odorimutans strai 
odorimutans Bacte 


Anaerovorax. 


585070 Bacteria_16S 


strain M343/98/2 


strain NA 1 16S r 
Proteobacteria; B 


585070 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


585070 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


585070 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


585070 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


585070 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


585070 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


585070 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


585070 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


585070 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


585070 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


585070 Bacteria_16S 


strain 133 16S ri 


B 
585070 Bacteria_1 
kaustophilus stra 
kaustophilus Bact 
585070 Bacteria_1 


B 
585070 Bacteria_1 
pyrrocinia strain 
Proteob 
Burkholderia cepa 
585070 Bacteria_1 


6S 156796 156827 1 32 
ribosomal RNA, partial sequence 


gi 


6S 219702 219736 1 35 gi 
in BD 53 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Bacillac 
6S 237923 237954 1 32 gi 


etaproteobacteria; Burkholderiales; Bu 
6S 239472 239503 1 32 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

6S 247201 247232 1 32 gi 
Thermotogaceae; Thermotoga. 
6S 266689 266720 1 32 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
390988 391019 1 32 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
481678 481709 1 32 gi 
ain Ben 117 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
484724 484791 1 65 

s strain BA-2 16S ribosomal RNA, 
s Bacteria; Spirochaetes; Spirochaetal 
664191 664222 1 32 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


gi 
compl 


673331 673409 1 76 gi 


680929 680960 1 32 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
682334 682365 1 32 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
757305 757336 1 32 gi 
n AU3313 16S ribosomal RNA, partial se 


gi 


ria; Proteobacteria; Betaproteobacteri 
758808 758839 1 32 gi 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
760360 760391 1 32 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
792587 792654 1 65 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
823130 823161 1 32 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
873303 873334 1 32 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
892738 892769 1 32 gi 


Neiss 
gi 


Neiss 
gi 


etaproteobacteria; Burkholderiales; Bu 
894273 894304 1 32 gi 
etaproteobacteria; Burkholderiales; Bu 
920631 920662 1 32 gi 
s strain RHS1 16S ribosomal RNA, parti 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 


6S ribosomal RNA, partial sequence 237457 23896 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogales; 
585070 Bacteria_1 
strain OXB 16S ri 
B 
585070 Bacteria_16S 
taiwanensis strai 
Proteob 
585070 Bacteria_16S 
australiensis str 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
585070 Bacteria_16S 


792094 79356 


16S ribosomal RNA, partial sequence 892248 89373 


16S ribosomal RNA, partial sequence 893783 89526 


s Bacteria; Actinobacteria; Coriobacte 
+ Blackia. 
950041 950072 1 32 gi 


bosomal RNA, partial sequence 


265678958|ref|NR_029266.1| Azoarcus evansii 
156293 157818 Azoarcus evansii Bacteria; 
; Azoarcus. 
265678916|ref|NR_029224.1| Geobacillus 
quence 219184 220608 Geobacillus 
eae; Geobacillus. 
265678903|ref|NR_029211.1| Burkholderia glumae 
6 Burkholderia glumae Bacteria; 
rkholderiaceae; Burkholderia. 
265678902|ref|NR_029210.1| Burkholderia 
nce 239017 240544 Burkholderia pyrrocinia 
riales; Burkholderiaceae; Burkholderia; 
265678897 |ref|NR_029205.1| Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


265678882 |ref|NR_029188.1| Oxalobacter formigenes 
266185 267672 Oxalobacter formigenes Bacteria; 

alobacteraceae; Oxalobacter. 

265678794|ref|NR_029099.1| Chitinimonas 

ce 390482 392023 Chitinimonas taiwanensis 

riales; Burkholderiaceae; Chitinimonas. 

265678730|ref|NR_029035.1| Quatrionicoccus 

sequence 481171 482647 Quatrionicoccus 

ria; Rhodocyclales; Rhodocyclaceae; 

265678728 |ref|NR_029033.1| Spirochaeta 

ete sequence 484221 485741 Spirochaeta 

es; Spirochaetaceae; Spirochaeta. 

265678606 |ref|NR_028911.1| Anaerovorax 

quence 663698 665185 Anaerovorax 

ales; Clostridiales Family XIII. Incertae Sedis; 

265678600|ref|NR_028905.1| Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


nomycineae; Actinomycetaceae; Actinomyces. 

265678595|ref|NR_028900.1| Neisseria animalis 
680477 681831 Neisseria animalis Bacteria; 

eriaceae; Neisseria. 

265678594|ref|NR_028899.1| Neisseria lactamica 

681882 683236 Neisseria lactamica Bacteria; 

eriaceae; Neisseria. 

265678541|ref|NR_028845.1| Cupriavidus 

quence 756798 758254 Cupriavidus 

a; Burkholderiales; Burkholderiaceae; Cupriavidus. 

265678540|ref|NR_028844.1| Alysiella filiformis 
758305 759815 Alysiella filiformis Bacteria; 

eriaceae; Alysiella. 

265678539|ref|NR_028843.1| Neisseria dentiae 
759866 761206 Neisseria dentiae Bacteria; 

eriaceae; Neisseria. 

265678517|ref|NR_028820.1| Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


eta. 
265678497|ref|NR_028800.1| Cupriavidus 
sequence 822620 824161 Cupriavidus 
a; Burkholderiales; Burkholderiaceae; Cupriavidus. 
265678463|ref|NR_028766.1| Cupriavidus necator 
872811 874166 Cupriavidus necator Bacteria; 
rkholderiaceae; Cupriavidus. 
265678449 |ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 
rkholderiaceae; Pandoraea. 
265678448|ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
rkholderiaceae; Pandoraea. 
265678431|ref|NR_028733.1]| Slackia 
al sequence 920164 921628 Slackia 
ridae; Coriobacteriales; Coriobacterineae; 
265678412|ref|NR_028714.1| Acidovorax delafieldii 


949535 951049 Acidovorax delafieldii Bacteria; 


585070 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


585070 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


585070 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


585070 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; B 


585070 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


585070 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


585070 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


585070 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


585070 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


585070 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


585070 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


585070 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


585070 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


585070 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


585070 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


585070 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


585070 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


585070 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


585070 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


585070 Bacteria_16S 


strain B8 16S rib 
Proteobacteria; B 


585070 Bacteria_16S 


strain B6 16S rib 
Proteobacteria; B 


585070 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


1002350 1002381 1 32 gi| 265678376 
ibosomal RNA, partial sequence 1001834 10033 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 

1034261 1034331 1 68 gi| 265678355 
4 16S ribosomal RNA, partial sequence 10337 
tes; Bacillales; Paenibacillaceae; Aneurinibacil 

1037295 1037326 1 32 gi| 265678353 
bosomal RNA, partial sequence 1036784 10382 
etaproteobacteria; Burkholderiales; Comamonadace 

1179408 1179439 1 32 gi| 228717704 

RNA, partial sequence 1178919 1180416 Nitro 
etaproteobacteria; Nitrosomonadales; Nitrosomona 

1208196 1208227 1 32 gi| 228715352 
osomal RNA, partial sequence 1207714 12091 
acteria; Coriobacteridae; Coriobacteriales; Cori 

1223160 1223191 1 32 gi| 219878346 

ribosomal RNA, partial sequence 1222664 12241 
ridia; Clostridiales; Clostridiaceae; Caminicell 

1283288 1283319 1 32 gi| 219846066 
16S ribosomal RNA, partial sequence 1282800 12842 
etaproteobacteria; Burkholderiales; Burkholderia 

1289453 1289520 1 65 gi|219846501 
6S ribosomal RNA, complete sequence 1289055 12904 
oriobacteridae; Coriobacteriales; Coriobacterine 

1332111 1332142 1 32 gi| 228721494 
ain BI429 16S ribosomal RNA, partial sequence 
29 Bacteria; Thermotogae; Thermotogales; Thermot 

1359413 1359444 1 32 gi| 228720024 
ain E264 16S ribosomal RNA, partial sequence 
4 Bacteria; Proteobacteria; Betaproteobacteria; 
udomallei group. 

1376146 1376177 1 32 gi| 228717818 

CJ2 16S ribosomal RNA, partial sequence 13756 
teobacteria; Betaproteobacteria; Burkholderiales 

1386639 1386670 1 32 gi| 228716754 

ribosomal RNA, partial sequence 1386182 13876 
acteria; Betaproteobacteria; Burkholderiales; Bu 

1388154 1388185 1 32 gi| 228716720 

ribosomal RNA, partial sequence 1387667 13891 
etaproteobacteria; Burkholderiales; Burkholderia 

1394051 1394082 1 32 gi| 228715897 
bosomal RNA, partial sequence 1393543 13950 
motogales; Thermotogaceae; Thermotoga. 

1424242 1424273 1 32 gi| 224581442 
bosomal RNA, partial sequence 1423741 14252 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 

1438185 1438216 1 32 gi| 224581429 
osomal RNA, partial sequence 1437684 14391 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 

1465422 1465453 1 32 gi| 224581409 
ibosomal RNA, partial sequence 1464924 14664 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 

1468430 1468461 1 32 gi|224581407 

ribosomal RNA, partial sequence 1467942 14694 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 

1480647 1480678 1 32 gi| 219878371 
ain K601 16S ribosomal RNA, partial sequence 
1 Bacteria; Proteobacteria; Betaproteobacteria; 

1548664 1548695 1 32 gi| 219857245 
osomal RNA, partial sequence 1548180 15495 
etaproteobacteria; Burkholderiales; Aquabacteriu 

1550130 1550161 1 32 gi|219857244 
osomal RNA, partial sequence 1549646 15510 
etaproteobacteria; Burkholderiales; Aquabacteriu 

1551598 1551629 1 32 gi| 219857243 
ain B4 16S ribosomal RNA, partial sequence 15511 
acteria; Betaproteobacteria; Burkholderiales; Aq 

1686694 1686725 1 32 gi| 219878417 


585070 Bacteria_16S 


margaritifer strain N2-214 16S ribosomal RNA, partial sequence 


margaritifer Bacteria; Proteobacteria; Betaproteobacteria; 


Tepidiphilus. 


ref |NR_028678.1 


; Azovibrio. 

ref |NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref|NR_028655.1 


Curvibacter 
NR_027566.1 
nas eutropha 
ae; Nitroso 
NR_027524.1 


ae; S 
ref 
somo 
dace 
ref 
obac Cc 


terineae; Co 


ref|NR_025485.1 
a. 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref |NR_026093.1 


ae; Coriobacteri 
ref|NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref |NR_027587.1 
1358923 136041 


Burkholderiales; 


ref |NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref|NR_027555.1 


rkholderiaceae; 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 
ref|NR_027542.1 


ref |NR_027224.1 


; Th 
ref 


auera. 
NR_027211.1 


eee: 
ref 


auera. 
NR_027190.1 
; Az 
ref 


oarcus. 
NR_027188.1 
; Zoogloea. 
ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


ref|NR_024875.1 
95 Aquabacterium 
m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref|NR_025556.1 

1686206 168766 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 

Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 


monas . 


Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Burkholderia hospita 


hospita Bacteria; 


ia. 
Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Thermosipho 
7 Thermosipho 
ipho. 
Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Polaromonas 

monas naphthalenivorans 
Polaromonas. 
Burkholderia phymatum 


, 


16 Burkholderia phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Tepidiphilus 
1 Tepidiphilus 


Hydrogenophilales; Hydrogenophilaceae; 


585070 Bacteria_16S 1829827 1829858 1 32 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
585070 Bacteria_16S 1835879 18359101 32 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

585070 Bacteria_16S 1878546 1878577 1 32 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
585070 Bacteria_16S 1916433 1916464 1 32 gi|219878250|ref|NR_025389.1| Thermosipho geolei 
strain DSM 13256, 16S ribosomal RNA, partial sequence 1915911 1917433 Thermosipho geolei Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

585070 Bacteria_16S 1963737 1963768 1 32 gi|219878219|ref|NR_025358.1]| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

585070 Bacteria_16S 2059999 2060030 1 32 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

585070 Bacteria_16S 2067545 2067576 1 32 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

585070 Bacteria_16S 2069077 2069108 1 32 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

585070 Bacteria_16S 2265128 2265159 1 32 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 

585070 Bacteria_16S 2274313 2274344 1 32 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 


strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 22753 


Proteobacteria; B 


585070 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


585070 Bacteria_16S 


strain KF46F 16S 


Proteobacteria; B 


585070 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


585070 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


585070 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


585070 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


585070 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


585070 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


585070 Bacteria_16S 


ATCC 700122 16S r 
Actinobacteria; C 


585070 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


585070 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


585070 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


585070 Bacteria_16S 


etaproteobacteria; Burkholderiales; Bu 
2275847 2275878 1 32 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2304468 2304499 1 32 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
2410632 2410663 1 32 

6S ribosomal RNA, partial sequence 


nce 
ri 


Co: 
gi 


ma. 


ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; 
2531754 2531785 1 32 


Coriob 


gi 


rk 
219857549 


holderia 


e 22753 
ales; Bu 


219857526 
2303983 23054 


monadace 


219857453 
2410156 24116 


2519150 25206 


acterine 


219857356 
6S ribosomal RNA, partial sequence 2531266 25327 


08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 

ref|NR_025137.1| Cupriavidus 

59 2276842 Cupriavidus campinensis 
rkholderiaceae; Cupriavidus. 
ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 

ae; Xenophilus. 
ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


etaproteobacteria; Burkholderiales; Tepidimonas. 

2436460 2436491 1 32 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 
6S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

2451741 24518111 68 gi|219857418|ref|NR_025006.1| Seinonella 
in KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
eria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

2453264 2453295 1 32 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
in KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
eria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

2498317 2498348 1 32 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

2499856 2499887 1 32 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
ibosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2519619 2519650 1 32 gi|219857364|ref|NR_024952.1| Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 
ae; Coriobacteriaceae; Slackia. 
ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
2546334 2546365 1 32 gi|219857346|ref|NR_024934.1| Hylemonella gracilis 
16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 
2575525 2575556 1 32 gi|219857284|ref|NR_024915.1] Taylorella 
rain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
2598584 2598618 1 35 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 


strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Peptococcaceae; 


Desulfotomaculum. 


585070 Bacteria_16S 
strain CKB 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
585070 Bacteria_16S 
strain Se-1 16S ribosomal RNA, partial sequence 


2618666 2618697 1 32 gil|2 


2618 


2629391 2629422 1 32 gil|2 


Oc 


2628913 26303 


19857253 
180 26196 
yclaceae 
19857239 


ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas 
ref|NR_024867.1 


Dechloromonas agitata 
agitata Bacteria; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

585070 Bacteria_16S 2644668 2644699 1 32 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

585070 Bacteria_16S 2646210 2646241 1 32 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
585070 Bacteria_16S 2649215 2649246 1 32 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

585070 Bacteria_16S 2650718 2650749 1 32 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
6a3 16S ribosomal RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

585070 Bacteria_16S 2652249 2652280 1 32 gi|219857223|ref|NR_024851.1| Azoarcus indigens 


strain VB32 16S r 
Proteobacteria; B 


585070 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


585070 Bacteria_16S 


subterraneus stra 
Bacteria; Proteob 


585070 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


585070 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


585070 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


585070 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


585070 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


585070 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


585070 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


585070 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


585070 Bacteria_16S 


strain HN3-7 16S 
Deinococcus-Therm 


585070 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


585070 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


585070 Bacteria_16S 


mechernichensis s 
mechernichensis B 


585070 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2653735 2653766 1 32 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2674718 2674749 1 32 gi 
in C55 16S ribosomal RNA, partial sequ 


Rhod 
gi 


Oc 


Oc 


etaproteobacteria; Burkholderiales; Co: 
2790266 2790297 1 32 gi 
ogae; Thermotogales; Thermotogaceae; The 
2827867 2827898 1 32 gi 
ibosomal RNA, partial sequence 


motogales; Thermotogaceae; Thermosipho. 


n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2918491 2918522 1 32 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


s 
ba 


eq 
er 


3019957 3019988 1 32 

ribosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3055031 3055062 1 32 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


gi 
T 


1 
er 


3059583 3059614 1 32 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3061124 30611551 32 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3074420 3074451 1 32 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 


gi 
oc 


eq 
te 


en 
al 


2651733 26532 


219857222 
2653267 26546 


219857206 
en 


acteria; Betaproteobacteria; Thiobacter. 
2743739 2743770 1 32 gi|219857158|ref|NR_024786.1 
osomal RNA, partial sequence 2743252 27447 


ma 
219857123 
6S ribosomal RNA, partial sequence 2789778 27912 


219856905 
2827347 28288 


219856844 


219846910 
3019481 30209 


219846885 


219846882 
3059104 30605 


219846881 


219846872 


oarcus. 
NR_024850.1 


yclaceae; Az 


ref 
yclaceae; Azoarcus. 
ref|NR_024834.1 


ce 2674215 2675666 Thiob 


Delftia. 
NR_024751.1 


monadaceae; 


ref 


rmotoga. 


ref |NR_024726.1 


equence 2873633 287517 
cillus. 
ref |NR_024663.1 

2918000 291946 


ogenophilales; H 


uence 
ia; Hydr 
ref|NR_026502.1 
hermus. 
ref|NR_026477.1 


3054533 305602 
ocyclales; Rhodo 


sequence 
ia; Rhod 


ref |NR_026474.1 


; Thauera. 
ref|NR_026473.1 

3060645 306213 
docyclales; Rhod 
ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 


yclaceae 


uence 
ria; Rho 
ce 30739 
es; Rhod 


585070 Bacteria_16S 


strain DSM 12081 


3113547 3113578 1 32 gi 
16S ribosomal RNA, complete sequence 


219846846 


a 


16 Azoarcus indigens Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Thiobacter 
cter subterraneus 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


2835494 2835525 1 32 gi|219856900|ref|NR_024721.1| Burkholderia 
n KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

2847697 2847728 1 32 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

2861673 2861704 1 32 gi| 219856883 |ref|NR_024702.1| Curvibacter 
n ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

2874160 2874230 1 68 gi|219856875|ref|NR_024694.1| Pullulanibacillus 


2 Pullulanibacillus 
Hydrogenophilus 
0 Hydrogenophilus 


ydrogenophilaceae; 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 

ocyclaceae; Thauera. 
Ferribacterium 
acterium limneticum 
ibacterium. 

Azoarcus anaerobius 


ref |NR_026438.1 
3113039 3114569 Azoarc 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


us anaerobius Bacteria; 


585070 Bacteria_ 
strain Z-7491 16S 
Spi 
585070 Bacteria_ 
strain LMG 2207 1 


Spirochaetes; 


Proteobacteria; 


lacunarum strain 


lacunarum Bacteri 
585070 Bacteria_ 
strain DSM 9442 1 


Thermotogae; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain Td-21 16S 
Proteobacteria; 


Proteobacteria; 


strain Wai33 16S 


Deinococcus-Thermus; 
585070 Bacteria_ 
strain YT-1 16S r 
Deinococcus-Thermus; 
585070 Bacteria_ 
strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain 2761 16S 
Proteobacteria; 


strain CLN-1 16S 
Proteobacteria; 


succinatimandens 
succinatimandens 
Petrobacter. 


585070 Bacteria_16S 
thermodepolymeran 
thermodepolymeran 


Schlegelella. 


585070 Bacteria_16S 


Betaproteobacteria; Rhodocyclales; Rhod 
585070 Bacteria_ 
lentocellum strain RHM5 16S ribosomal RNA, partial sequ 
Firmicutes; 
585070 Bacteria_ 
strain NCTC 83785 16S ribosomal RNA, 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseria 
585070 Bacteria_ 
strain 34-P 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
585070 Bacteria_ 


Betaproteobacteria; Rhodocyclales; Rhod 
585070 Bacteria_ 
strain CDC 8142 1 


Betaproteobacteria; Rhodocyclales; Rhod 
585070 Bacteria_ 
denitrificans str 
denitrificans Bac 
585070 Bacteria_16S 


16S 3316597 3316664 1 65 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 


16S 3350018 3350049 1 32 


gi 


gi 


16S 3372963 3372997 1 35 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
16S 3451058 3451089 1 32 gi 


Thermotogaceae; 
3522422 3522453 1 


Thermotoga. 


168 32 gi 


16S 3556226 3556257 1 32 gi 


16S 3597253 3597284 1 32 gi 
Clostridia; Clostridiales; Lachno 
3627302 3627333 1 32 gi 


complete sequence 


16S 


16S 3794581 3794612 1 32 gi 


16S 3855268 3855299 1 32 
ribosomal RNA, partial sequence 


gi 


16S 3875087 3875118 1 32 gi 


16S 3876637 3876668 1 32 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3878157 3878188 1 32 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; 
3962817 3962848 1 


gi 


16S 


Thermaceae; 


16S 32 gi 


Betaproteobacteria; Burkholderiales; Coma 
585070 Bacteria_ 


16S 3964324 3964355 1 32 
ribosomal RNA, partial sequence 


gi 


16S 3971672 3971703 1 32 gi 
ain AS-P1l 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
4081287 4081318 1 32 gi 
ribosomal RNA, partial sequence 


4122033 4122064 1 32 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


4189555 4189586 1 32 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; 
4207585 4207616 1 


32 gi 


219846709 


3316113 33175 
Spirochaet 


a. 
219846684 


6S ribosomal RNA, partial sequence 3349528 33510 
Betaproteobacteria; Burkholderiales; Bu 
585070 Bacteria_ 


219846668 

quence 

ales; 
219846609 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogales; 
585070 Bacteria_ 
strain DSM 6984 1 


219846561 


6S ribosomal RNA, partial sequence 3521933 35234 
Betaproteobacteria; Rhodocyclales; Rhod 
585070 Bacteria_ 
strain 106 16S ribosomal RNA, partial sequence 


219846538 


3555718 35572 
ocyclaceae; 


219846509 


spiraceae; 
219846487 


les; 
219846367 


3794096 37955 
monadace 


ma 
219846325 


3854781 38562 
yclaceae; 


oc 
219846312 


6S ribosomal RNA, partial sequence 3874615 38761 
Betaproteobacteria; Neisseriales; Neiss 
585070 Bacteria_ 


eriaceae; 
219846311 


3876152 38776 


Thermus. 
219846310 


3877677 38791 


Thermus. 
219846250 


3962329 39637 
monadace 


219846249 


3963836 39652 
yclaceae 


oc 
219846244 
equence 

ria; 
219846165 


4080799 40822 
Betaproteobacteria; Burkholderiales; Tepidimonas. 
585070 Bacteria_16S 


219846135 
sequence 
cteria; 


219846083 
L 


219846070 


rkholderiaceae; 


Halobacteroidaceae; 


ocyclaceae; 


ence 35967 


36267 
Neiss 


Burkholde 


Rhodoc 


sequence 
Betaproteobacteria; 


thermautotrophica 
thermautotrophica 


Bacteria; 


Clostridia; 


strain 41 16S ribosomal RNA, partial 


Firmicutes; Clo 


sequence 


stridiales; Cl 


ref|NR_026301.1| Spirochaeta alkalica 
87 Spirochaeta alkalica Bacteria; 


ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 
Paucimonas. 
ref |NR_026260.1 
3372496 337395 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


ref|NR_026153.1| Thauera aromatica 
32 Thauera aromatica Bacteria; 
Thauera. 
ref|NR_026130.1| Zoogloea ramigera 
47 Zoogloea ramigera Bacteria; 
Zoogloea. 
ref|NR_026101.1| Clostridium 

93 3598277 Clostridium lentocellum 
Cellulosilyticum. 

ref|NR_026079.1| Neisseria gonorrhoeae 
80 3628323 Neisseria gonorrhoeae 
eriaceae; Neisseria. 

ref|NR_025958.1| Polaromonas vacuolata 
49 Polaromonas vacuolata Bacteria; 

ae; Polaromonas. 
ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 


Azoarcus. 
ref|NR_025902.1| Neisseria weaveri 
01 Neisseria weaveri Bacteria; 
Neisseria. 
ref|NR_025901.1| Thermus filiformis 


26 Thermus filiformis Bacteria; 


ref|NR_025900.1| Thermus aquaticus 
46 Thermus aquaticus Bacteria; 


ref|NR_025840.1| Rhodoferax fermentans 
85 Rhodoferax fermentans Bacteria; 
ae; Rhodoferax. 
ref|NR_025839.1| Rhodocyclus tenuis 
95 Rhodocyclus tenuis Bacteria; 
; Rhodocyclus. 
ref|NR_025834.1] Brachymonas 

3971185 3972636 Brachymonas 
riales; Comamonadaceae; Brachymonas. 
ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 
ref|NR_025725.1] Petrobacter 
121524 4123052 Petrobacter 
yclales; Rhodocyclaceae; 


rs 


ref|NR_025673.1 
189049 419056 


Burkholderiales; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


rs 


ref|NR_025660.1 
4207086 420854 
ostridiales 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Sedis; Carboxydocella. 

585070 Bacteria_16S 92612 92634 44 66 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

585070 Bacteria_16S 100369 100403 1 35 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

585070 Bacteria_16S 106494 106528 1 35 gi|265678991|ref|NR_029299.1| Acetohalobium 


arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 


arabaticum Bacteria; 


Firmicutes; 


Clostridia; 


Halanaerobiales; 


Hal 


106000 107471 Acetohalobium 
obacteroidaceae; Acetohalobium. 


585070 Bacteria_16S 


strain V 5-2 16S 


153670 153704 1 35 
ribosomal RNA, partial sequence 


gi 


153188 15467 


265678960 


ref|NR_029268.1 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

585070 Bacteria_16S 208842 208876 1 35 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 

strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

585070 Bacteria_16S 211950 211984 1 35 gi|265678921|ref|NR_029229.1| Clostridium baratii 

strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

585070 Bacteria_16S 269656 269690 1 35 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 

polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

585070 Bacteria_16S 313793 313827 1 35 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 

A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

585070 Bacteria_16S 321213 321247 1 35 gi| 265678846 |ref|NR_029151.1] Bacillus 

thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 

thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

585070 Bacteria_16S 375626 375660 1 35 gi|265678804|ref|NR_029109.1| Paenibacillus 

xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 

xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 392578 392612 1 35 gi|265678793|ref|NR_029098.1| Paenibacillus 

massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 

massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 432721 432755 1 35 gi|265678766|ref|NR_029071.1| Paenibacillus 

favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 455906 455940 1 35 gi| 265678747 |ref|NR_029052.1| Streptococcus 

oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 

oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

585070 Bacteria_16S 497113 497147 1 35 gi|265678720|ref|NR_029025.1| Streptococcus 

halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 

halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

585070 Bacteria_16S 510910 510944 1 35 gi|265678711|ref|NR_029016.1| Geobacillus debilis 

strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

585070 Bacteria_16S 512457 512491 1 35 gi|265678710|ref|NR_029015.1| Streptococcus 

devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 

devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

585070 Bacteria_16S 539843 539877 1 35 gi|265678692|ref|NR_028997.1| Subdoligranulum 

variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 

Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

585070 Bacteria_16S 700512 700546 1 35 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 

strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 

Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 701997 702031 1 35 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 

strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 

Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 718558 718592 1 35 gi| 265678569 |ref|NR_028873.1| Virgibacillus 

marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


585070 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


585070 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


585070 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


585070 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


585070 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


585070 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


726334 726368 1 35 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
761782 761816 1 35 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
764911 764945 1 35 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
775711 775745 1 35 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; 

797134 797168 1 35 


gi 


Streptoc 
gi 


strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
817103 817137 1 35 gi 


725825 72731 


775183 77669 


265678564 


Succinisp 
265678538 
quence 
illaceae; 
265678536 
nce 76438 
nellaceae; 
265678529 


occus. 

265678514 
al sequenc 
nibacillac 
265678501 
nce 81658 
bacteroida 


585070 Bacteria_16S 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
827746 827780 1 35 gi 


ridia; Clostridiales; Veillonellaceae; 


ref|NR_028868.1 
9 Succinispira 
ara. 
ref |NR_028842.1 

761257 762788 
Paenibacillus. 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref |NR_028833.1 
4 Streptococcus 


ref |NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 


265678494 


Selenomon 


Succinispira mobilis 


mobilis Bacteria; 


Paenibacillus 
Paenibacillus 


Mitsuokella 
kella jalaludinii 


Streptococcus sinensis 
sinensis Bacteria; 


Paenibacillus 
Paenibacillus 

us. 
Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 


ref |NR_028797.1 


as. 


Selenomonas infelix 


827209 828732 Selenomonas infelix Bacteria; 


585070 Bacteria_16S 829322 829356 1 35 gi| 265678493 |ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

585070 Bacteria_16S 850367 850401 1 35 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

585070 Bacteria_16S 898961 898995 1 35 gi| 265678445 |ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 915970 916004 1 35 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
585070 Bacteria_16S 939133 939167 1 35 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

585070 Bacteria_16S 959312 959346 1 35 gi| 265678405 |ref|NR_028707.1]| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

585070 Bacteria_16S 1006866 1006900 1 35 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 


strain 1480D 16S 
Firmicutes; Bacil 


585070 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


585070 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


585070 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


585070 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


585070 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


585070 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


585070 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


585070 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


585070 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


585070 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


585070 Bacteria_16S 


DSM 18053 16S rib 
Bacteria; Bactero 


585070 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


585070 Bacteria_16S 


metallireducens s 
metallireducens B 


585070 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Sedis; Caldicellulosiruptor. 
585070 Bacteria_16S 1304537 1304571 1 35 gi|219846460|ref|NR_026051.1 


owensensis OL 16S 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1183932 1183966 1 35 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
1199073 1199107 1 35 gi 
osomal RNA, partial sequence 
idetes; Sphingobacteria; Sphingobacter 
1200550 1200584 1 35 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1244423 1244457 1 35 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1301427 1301461 1 35 gi 


ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Sedis; Caldicellulosiruptor. 
585070 Bacteria_16S 1322906 1322940 1 35 gi| 228715345 |ref|NR_027517.1 


dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 


1006359 10077 


1008327 1008361 1 35 gi| 265678372 
osomal RNA, partial sequence 1007814 10092 
lales; Bacillaceae; Bacillus. 

1020509 1020543 1 35 gi| 265678364 
bosomal RNA, complete sequence 1019984 10214 
bacillales; Streptococcaceae; Streptococcus. 

1022062 1022096 1 35 gi| 265678363 

ATCC 33400 16S ribosomal RNA, complete sequence 
ia; Firmicutes; Lactobacillales; Streptococcacea 

1023633 1023667 1 35 gi| 265678362 
ibosomal RNA, complete sequence 1023111 10246 
bacillales; Streptococcaceae; Streptococcus. 

1046558 1046592 1 35 gi| 265678347 
ain BLx 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Bacillaceae; Cera 

1063204 1063238 1 35 gi| 265678335 
n TA-67 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclobacillaceae 

1117373 1117407 1 35 gi| 265678297 
ribosomal RNA, partial sequence 1116890 11182 
bacillales; Streptococcaceae; Streptococcus. 

1149195 1149217 44 66 gi| 253680757 
ribosomal RNA, partial sequence 1148654 11501 
Deferribacterales; Deferribacteraceae; Geovibrio 

1164249 1164283 1 35 gi| 228720667 


1163739 11652 
nellaceae; 


ce 
Ruminococc 


1198618 12000 
iales; 


ce 


es; 


ridiales; 


1304017 13055 


228717037 
11834 


228715480 


Fle 
228715386 

12000 
Synerg 
219857537 
1 sequence 


219846639 


ista 


Pept 


ref|NR_028674.1 


ref|NR_028666.1 
95 Streptococcus 


ref|NR_028665.1 

1021546 102306 
e; Streptococcus 
ref |NR_028664.1 
30 Streptococcus 


ref |NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref|NR_028598.1 
82 Streptococcus 


ref|NR_028005.1 


ref|NR_027596.1 
Mitsuokella. 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref |NR_027533.1 


cteraceae; D 
ref|NR_027531.1 
61 1201579 Aminob 
ceae; Aminob 
ref|NR_025125.1 

1243915 124542 
ococcaceae; 


ref|NR_026231.1 


63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 

0 Streptococcus 
Streptococcus mitis 

mitis Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 
xiba 


yadobacter. 
Aminobacterium 
acterium colombiense DSM 
acterium. 
Desulfitobacterium 

8 Desulfitobacterium 
Desulfitobacterium. 
Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


Streptococcus 
1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


Streptococcus. 


585070 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


585070 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


585070 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


585070 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


585070 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


585070 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


585070 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


585070 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


585070 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


585070 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


585070 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


585070 Bacteria_16S 


entericus strain 
entericus Bacteri 


585070 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


585070 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


585070 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


585070 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


585070 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


585070 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


585070 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


585070 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


585070 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


585070 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


585070 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


1324445 1324479 1 35 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1341197 13412311 35 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1398555 1398589 1 35 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1410518 1410552 1 35 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1435082 1435116 1 35 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1510782 1510816 1 35 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1524268 1524302 1 35 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1609313 1609347 1 35 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1688223 1688257 1 35 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1702228 1702262 1 35 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1744880 1744914 1 35 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1764593 1764627 1 35 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1778059 1778093 1 35 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1779608 1779642 1 35 gi 
n DSM 1327 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1800724 1800758 1 35 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1823827 1823861 1 35 gi 
16S ribosomal RNA, complete sequence 
tes; Bacillales; Bacillaceae; Halobaci 
1911827 19118611 35 gi 


s 
T 


nc 
Pe 


ne 
na 


se 
s 


en 
ni 


e 
oc 


ne 


pa 
11 


nc 
11 


oc 


eq 
oc 


1 
ci 


se 
afar 


e 
ni 


11 


lales; Planococcaceae; Ureibacillus. 

1914872 1914906 1 35 gi 
n CM1 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 


1942346 1942380 1 35 gi 


ne 
ni 


lales; Paenibacillaceae; Paenibacillus 
2032160 2032194 1 35 gi 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 

2038308 2038342 1 35 gi 


en 
Al 


lales; Bacillaceae; Virgibacillus. 
2047694 2047728 1 35 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
2119451 2119485 1 35 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 


gi 


585070 Bacteria_16S 


219878140 


228721140 


228715357 


224581432 


224581431 


219857527 
219878470 
219878415 
1687712 16892 
219878406 
219878377 
219878361 
219878351 
219878350 
219878335 
219878320 
219878255 
16S ribosomal RNA, partial sequence 1911333 19128 
219878252 
219878233 
16S ribosomal RNA, partial sequence 1941853 19433 
219878174 
219878169 


16S ribosomal RNA, partial sequence 2037802 20393 


219878160 
2047168 20487 


219857655 
2118933 21204 


equence 
hermoana 


e 13406 
ptococca 


e 13980 
daceae; 


quence 
treptoco 


ce 14345 


bacillus. 
219846273 


sequence 
caceae; 


15237 
llaceae; 


rtial se 
ales; St 


e 17017 


us. 


17443 
cus. 


uence 
occaceae 


sequence 
llaceae; 


quence 


aceae; P 


18002 
bacillus 


18233 
us. 


e 19143 
bacillus 


ce 20316 
icycloba 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_027213.1 
76 1436085 Paenib 


ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_025609.1 
quence 160886 
reptococcaceae; 
ref|NR_025554.1 


ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025500.1 

1764167 176550 
; Streptococcus. 
ref |NR_025490.1 
1777548 177905 
Paenibacillus. 
ref |NR_025489.1 

1779107 178061 
aenibacillus. 
ref|NR_025474.1 
19 1801737 Paenib 
ref|NR_025459.1 
01 1824836 Haloba 


ref |NR_025394.1 
21 Ureibacillus 


ref |NR_025391.1 
61 1915860 Paenib 
ref |NR_025372.1 
47 Paenibacillus 


ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025308.1 
07 Virgibacillus 


ref |NR_025299.1 
07 Paenibacillus 


ref |NR_025244.1 
54 Halobacillus 


2190610 2190644 1 35 gi 


219857605 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Gemmatimonas 
imonas aurantiaca T-27 


Streptococcus 
6 Streptococcus 
coccus. 
Paenibacillus 
acillus antarcticus 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Selenomonas sputigena 
monas sputigena 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Halobacillus 
cillus karajensis 


Streptococcus ratti 
ococcus ratti Bacteria; 


Streptococcus 
1 Streptococcus 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Paenibacillus 
acillus stellifer 


Halobacillus trueperi 
cillus trueperi 


Ureibacillus terrenus 


terrenus Bacteria; 


Paenibacillus 
acillus azoreducens 


Paenibacillus cookii 
cookii Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Virgibacillus proomii 
proomii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


ref |NR_025193.1 


Amphibacillus 


fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


TGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAA 
CGATGAAGGTCTTCGGATTGTAAAGTTCTGTTGTTAGGGACGAATAAGTACCGCTCGAATAGGGCGGTACCTTGACGGTACCTGACGAGAAAGCCACGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGCGCAGGCGGCTATGTAAGTCTGGTGTTAAAGCCCGGAG 
CTCAACTCCGGTTCGCATCGGAAACTGTGTAGCTTGAGTGCAGAAGAGGAAAGCGGTATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACAACAGT 
GGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGCAAACGATGAGTGCTA 
GGTGTTGGGGGTTTCAATACCCTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGCTCTGGAGACAGAGCTTCCCTTCGGGGCA 
GCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCAGCATTCAGTTGG 
GCACTCTAGAGAGACTGCCGTCGACAAGACGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTA 
CAACGGGACGCTAGCCCGCGAGGGTATGCCAATCTCTTAAAACCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTTGCAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGTCCCTTCGGGGGCTAGCG 
GCGGACGGGTGAGTAACACGTAGGCAACCTGCCCGTAAGCTCGGGATAACATGGGGAAACTCATGCTAATACCGGATAGGGTCTTCTCTCGCATGAGAGGAGACG 
GAAAGGTGGCGCAAGCTACCACTTACGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGT 
GACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAAC 
GATGAAGGTCTTCGGATTGTAAAGTTCTGTTGTCAGAGACGAACAAGTACCGTTCGAACAGGGCGGTACCTTGACGGTACCTGACGAGAAAGCCACGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTANGTAAGTCTGGTGTTAAAGCCCGGGGC 
TCAACCCCGGTTCGCATCGGAAACTGTGTAGCTTGAGTGCAGAAGAGGAAAGCGGTATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTG 
GCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAG 
GTGTTGGGGGTTTCAATACCCTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGTCCTAGAGATAGGGCTTCCCTTCGGGGCAG 
CGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCAGCATTCAGTTGGG 
CACTCTAGAGAGACTGCCGTCGACAAGACGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTAC 
AACGGGAAGCTAGCTCGCGAGAGTATGCCAATCTCTTAAAACCAGTCTCAGTCCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGC 
GGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTTGCAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGNCGGCGTGCTTAACACATACAAGTCGAACGATGAACCTGGAGCTTGCTCTGGGGGATTAGTGTCGAACGGGT 
GAGTAACACGTGAGTAACCTCCCCTGGACTCTGGGATAACCCCGAGAAATCGGAGCTAATACCGGATAGGACCTGGAACCGCATGGTTTTGGGTGGAAAGTTTTT 
TCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGAC 
TGAGACACGCCCAGACTCCTACGGGAGACACCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATACACCACCGCCGAGTGTGGGATGTCGGCCTTCGGGTTG 
TAAACCTCTTTTAGTAGGGAAGAAGGGCTTCGGCTTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCANCANCCGCGGTAATACGTAGGGTGCGAGC 
GTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCTCCTGTGAAATCCCGAGGCTCAACCTCGGGCCTCCAGTGGGTACGGGCAGACTGG 
AGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGTCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGATGTGGGGACCATTCCACGGTTTCCGTGTCGTAGC 
TAACGCATTAAGCGCTCCGCCTGGGAGTACGGCCCCCAAGGCTAAACTCAAAGGAATTGACGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGCCGCAGAAATGTGGAACTCTTTGGACACTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGTATGTTGCCAGCACGTAATGGTGGGAACTCATATGAGACTNCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCGAATCCC 
AAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTA 
AGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCG 
AGCGCGCCCTTCGGGGTGAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTTGCTTCGGAATAGTCCCGGGAAACTGGGGGTAATACCGGATACGCCCT 
TATGGGGAAAGATTTATCGGCGAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCTCACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGA 
TCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGA 
TGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCAGCAAGT TAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTAAGACTGT 
TGATCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACT 
GACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTGAC 
ACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCCAGGACCGCTCGGGAGACCGAGCTTCCACTTCGGTGGCCTGGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCTCAGTTGCCAGCAGGTCATGCTGGGCACTCTGGGGAAACTGCCGATGATAAG 
TCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGC TACACACGTGCTACAATGGTGGTGACAGAGGGTTAATCCCCAAAAGCCATCTC 
AGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGTTGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTTGGTTCTACCCGACGGCCGTGCGCCAACCCGTAAGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCACCTTCGGGTGAGTGGCAGACGGGTGAGTA 
ACGCGTGGGAATCTACCCATTGGTGCGGAATAACTCGGGGAAACTCGGGCTAATACCGCATAAGCCCTCCGGGGGAAAGATTTATCGCCAATGGATGAGCCCGCG 
TTGGATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAGTAGGGA 
AGATAATGACGGTACCTACAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGC 
GCGTAGGCGGATTGTTAAGTCAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCTTTGATACTGGCAATCTAGAGTCCGGAAGAGGTGAGTGGAATTCCTAG 
TGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGTCCGGAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTCGGCCAGCTTGCTGGTCGGTGGCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACG 
ATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCC 
CGATCGCGGTTACCGGAGACGGTTTCCTTCAGTTCGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGCAGTCAAGTCCTCATG 
GCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCGACTTCTCGAGGAGGAGCTAATCCCCAAAAGCCGTCTCAGTTCGGATTGTTC 
TCTGCAACTCGAGAGCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTTGGCTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCGTAGCAATACGGGAGCGGCAGACGGGTGAGTAACACGTGG 
GAACGTACCCTTTGGTTCGGAACAACCCAGGGAAACTTGGGCTAATACCGGATAAGTCCGCGAGGAGAAAGATTTATCGCCGAAGGATCGGCCCGCGTCTGATTA 
GCTAGTTGGTGTGGTAACGGCGCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGTGGGGAAGATAATG 
ACGGTACCCACAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTAGGC 
GGCTTTCTAAGTCAGGGGTGAAATCCCGGAGCTCAACTCCGGAACTGCCCTTGATACTGGAGAGCTCGAGTCCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGG 


585070 Bacteria_16S 2225272 2225306 1 35 gi|219857582|ref|NR_025170.1| Paenibacillus 

daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 

daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 2226833 2226867 1 35 gi|219857581|ref|NR_025169.1| Paenibacillus 

kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 2258866 2258900 1 35 gi|219857560|ref|NR_025148.1| Streptococcus iniae 

strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

585070 Bacteria_16S 2325758 2325792 1 35 gi|219857512|ref|NR_025100.1]| Clostridium 

stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 

Clostridiaceae; Clostridium. 

585070 Bacteria_16S 2339192 2339226 1 35 gi|219857502|ref|NR_025090.1| Heliobacterium 

sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 

sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

585070 Bacteria_16S 2345302 2345336 1 35 gi|219857497|ref|NR_025085.1| Paenibacillus 

granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 2405999 2406033 1 35 gi| 219857456 |ref|NR_025044.1| Caloramator 

viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 

viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

585070 Bacteria_16S 2416882 2416916 1 35 gi|219857448|ref|NR_025036.1| Streptococcus 

didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 

didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

585070 Bacteria_16S 2428890 2428924 1 35 gi| 219857438 |ref|NR_025026.1| Desulfotomaculum 

Ssapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 

sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

585070 Bacteria_16S 2431896 2431930 1 35 gi|219857436|ref|NR_025024.1| Paenibacillus 

chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 2547893 2547927 1 35 gi| 219857345 |ref|NR_024933.1| Desulfosporosinus 

meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 

Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

585070 Bacteria_16S 2643128 2643162 1 35 gi|219857229|ref|NR_024857.1| Paenibacillus 

campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 

campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 2665604 2665638 1 35 gi|219857213|ref|NR_024841.1| Streptococcus 

sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 

sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

585070 Bacteria_16S 2679217 2679251 1 35 gi|219857203|ref|NR_024831.1| Lentibacillus 

juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 

juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

585070 Bacteria_16S 2778241 2778275 1 35 gi|219857131|ref|NR_024759.1| Paenibacillus 

glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 

glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 2785724 2785758 1 35 gi|219857126|ref|NR_024754.1| Alicyclobacillus 

cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 

cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

585070 Bacteria_16S 2788856 2788890 1 35 gi|219857124|ref|NR_024752.1| Paenibacillus 

koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

585070 Bacteria_16S 2877317 2877351 1 35 gi|219856873|ref|NR_024692.1| Salimicrobium 

halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 

halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

585070 Bacteria_16S 2886418 2886452 1 35 gi|219856865|ref|NR_024684.1| Eubacterium 

nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 

nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

585070 Bacteria_16S 2887944 2887978 1 35 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 

strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

585070 Bacteria_16S 2962188 2962222 1 35 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 

strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

585070 Bacteria_16S 2963737 29637711 35 gi|219856814|ref|NR_024633.1| Streptococcus canis 

strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

585070 Bacteria_16S 2983603 2983637 1 35 gi|219846934|ref|NR_026526.1| Bacillus vedderi 

strain JaH 16S ribosomal RNA, partial sequence 2983106 2984583 Bacillus vedderi Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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585070 Bacteria_16S 3110491 3110525 1 35 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 
585070 Bacteria_16S 3121136 31211701 35 gi| 219846841 |ref|NR_026433.1]| Ammoniphilus 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 3120644 3122140 Ammoniphilus 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
585070 Bacteria_16S 3122683 31227171 35 gi|219846840|ref|NR_026432.1]| Ammoniphilus 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

585070 Bacteria_16S 3216574 3216608 1 35 gi|219846776|ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

585070 Bacteria_16S 3224189 3224267 1 76 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

585070 Bacteria_16S 3231664 3231698 1 35 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

585070 Bacteria_16S 3246932 3246966 1 35 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

585070 Bacteria_16S 3248454 3248488 1 35 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

585070 Bacteria_16S 3360894 3360928 1 35 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

585070 Bacteria_16S 3362460 3362494 1 35 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

585070 Bacteria_16S 3365504 3365538 1 35 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

585070 Bacteria_16S 3482918 3482952 1 35 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

585070 Bacteria_16S 3501125 3501159 1 35 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

585070 Bacteria_16S 3539212 3539246 1 35 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

585070 Bacteria_16S 3540784 3540818 1 35 gi|219846549|ref|NR_026141.1| Bacillus clarkii 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

585070 Bacteria_16S 3581816 3581850 1 35 gi| 219846521 |ref|NR_026113.1| Clostridium 
stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
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585070 Bacteria_16S 3832625 3832659 1 35 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

585070 Bacteria_16S 3879694 3879728 1 35 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

585070 Bacteria_16S 3881262 3881296 1 35 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

585070 Bacteria_16S 3904358 3904392 1 35 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
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Syntrophobacterales; Syntrophaceae; Desulfomonile. 

34 gi|219857192|ref|NR_024820.1| Borrelia turcica 

sequence 2693690 2694959 Borrelia turcica Bacteria; 


Borrelia sinica strain 
ria; Spirochaetes; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Deferribacter 

5 Deferribacter 
ferribacter. 

Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


ref|NR_025967.1 


’ 


iaceae; Rickettsieae 
ref|NR_025921.1 
3845748 384718 


ttsiales; Ricket 


ce 
Ricke 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Rickettsia 
7 Rickettsia 


tsiaceae; Rickettsieae; 


Rickettsia montanensis 


ref |NR_025920.1 
3847238 3848677 Ricket 


tsia montanensis 


585070 Bacteria_16S 3849189 3849222 1 34 
strain Mtul 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
fever group. 
585070 Bacteria_16S 3914916 3914949 1 34 
strain Hk501 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia 
585070 Bacteria_16S 3916332 3916365 1 34 gi 
Ya501 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia bur 
585070 Bacteria_16S 3933311 39333441 34 gi 
strain HT31 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 
585070 Bacteria_16S 3934702 3934735 1 34 
strain Karp 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
585070 Bacteria_16S 4084342 4084371 3 32 gi 
pratensis strain F31 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Betaproteobacteria; Methyloph 
585070 Bacteria_16S 132470 132502 1 33 gi 
strain R-10 16S ribosomal RNA, complete sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rho 
585070 Bacteria_16S 290944 290976 1 33 gi 
strain Kol5a 16S ribosomal RNA, partial sequence 
Aquificae; Aquificales; Aquificaceae; Aquifex. 
585070 Bacteria_16S 407944 407976 1 33 gi 
ammonificans strain HB-1 16S ribosomal RNA, partial seq 
ammonificans Bacteria; Aquificae; Aquificales; Desulfur 
585070 Bacteria_16S 603446 603478 1 33 gi 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovi 
585070 Bacteria_16S 606436 606503 1 65 gi 
picturae strain R-5321 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanoba 
585070 Bacteria_16S 704860 704927 1 65 gi 
lacustris strain EL-17a 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Friedmanniella. 


gi 


gi 


gi 


uence 


ales; 


219846329 
3848728 3850167 Rickettsia massiliae Bacteria; 
kettsiaceae; Rickettsieae; 


219846284 
3914434 3915800 Borrelia tanukii Bacteria; 
; Borrelia 
219846283 
3915851 3917216 Borrelia 
gdorferi group. 
219846271 
3932829 3934196 Borrelia miyamotoi Bacteria; 
Spirochaetaceae; Borrelia. 
219846270 
3934247 3935705 Orientia tsutsugamushi Bacteria; 
kettsiaceae; Rickettsieae; 
219846163 
e 4083873 4085273 Methylobacillus pratensis 
ilales; Methylophilaceae; 
265678974 
131953 133495 Rhodothermus 
dothermaceae; 
265678866 
290399 291962 Aquifex pyrophilus Bacteria; 


265678783 
obacteriaceae; 


265678649 
602905 604369 Thermovibrio ruber Bacteria; 


ref|NR_025919.1| Rickettsia massiliae 


Rickettsia; spotted 


ref|NR_025874.1| Borrelia tanukii 
burgdorferi group. 

ref|NR_025873.1| Borrelia turdi strain 
turdi Bacteria; Spirochaetes; 

ref 


NR_025861.1| Borrelia miyamotoi 


ref|NR_025860.1| Orientia tsutsugamushi 
Orientia. 


ref|NR_025753.1| Methylobacillus 
Methylobacillus. 
Rhodothermus marinus 
marinus Bacteria; 
Rhodothermus. 


NR_029172.1 


ref|NR_029282.1 


ref Aquifex pyrophilus 


ref|NR_029088.1| Thermovibrio 
407444 408915 Thermovibrio 
Thermovibrio. 


ref|NR_028954.1| Thermovibrio ruber 


brio. 

265678647 |ref|NR_028952.1| Oceanobacillus 
nce 605920 607435 Oceanobacillus picturae 
cillus. 

265678579|ref|NR_028884.1| Friedmanniella 


ence 704416 705838 Friedmanniella lacustris 
Propionibacterineae; 


Nocardioidaceae; 


585070 Bacteria_16S 1049618 1049650 1 33 gi| 265678345 |ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

585070 Bacteria_16S 1155112 1155179 1 65 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

585070 Bacteria_16S 1203643 12037111 66 gi|228715356|ref|NR_027528.1| Collinsella 


intestinalis DSM 13280 16S ribosomal RNA, partial seque 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriob 
Collinsella. 
585070 Bacteria_16S 1205150 1205218 1 

DSM 13279 16S ribosomal RNA, partial sequence 


66 gi 


Bacteria; Actinobacteria; Coriobacteridae; Coriobacteri 
Collinsella. 
585070 Bacteria_16S 1230812 1230844 1 33 gi 


strain HI 11/12 16S ribosomal RNA, 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermoc 
585070 Bacteria_16S 1270046 1270114 1 66 gi 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial 

ishimotonii Bacteria; Proteobacteria; Deltaproteobacter 
Desulfonema. 

585070 Bacteria_16S 


1315168 1315235 1 65 gi 


subsp. subtilis strain DSM 10 16S ribosomal RNA, partia 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacil 
585070 Bacteria_16S 2087543 2087575 1 33 gi 


thermolithotrophum strain BSA 16S ribosomal RNA, partia 
thermolithotrophum Bacteria; Aquificae; Aquificales; De 
585070 Bacteria_16S 2534791 2534858 1 65 gi 


nce 


ales; 


rinis. 


sequence 
ia; 


laceae; 


capsulata strain Ben 108 16S ribosomal RNA, partial sequence 


capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardioidaceae; Friedmanniella. 


585070 Bacteria_16S 2550893 2550960 1 
subsp. 
subtilis subsp. 


65 gi 


228715355 
1204671 1206128 Collinsella 


219878275 
complete sequence 1230306 1231793 Thermocrinis 


219846400 
Desulfobacterales; 


228716557 
1 sequence 
Bacillus. 
219878131 
1 sequence 
sulfurobacteriaceae; 
219857354 


219857343 
spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 


1203162 1204620 Collinsella intestinalis DSM 
acteriales; 


Coriobacterineae; Coriobacteriaceae; 


ref|NR_027527.1| Collinsella stercoris 


stercoris DSM 13279 


Coriobacterineae; Coriobacteriaceae; 


Thermocrinis albus 
albus DSM 14484 


ref|NR_025414.1 


ref|NR_025991.1] Desulfonema 
1269526 1270965 Desulfonema 
Desulfobacteraceae; 


ref|NR_027552.1| Bacillus subtilis 
1314657 1316173 Bacillus subtilis 


ref|NR_025270.1| Desulfurobacterium 
2087053 2088498 Desulfurobacterium 
Desulfurobacterium. 
ref|NR_024942.1| Friedmanniella 
2534307 2535783 Friedmanniella 
Propionibacterineae; 


ref|NR_024931.1| Bacillus subtilis 


2550394 2551802 Bacillus 


spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


585070 Bacteria_16S 
spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


2587762 2587829 1 65 gi 


Friedmanniella. 


Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 


219857276 
nce 
inomycetales; 


ref|NR_024907.1| Friedmanniella 
2587275 2588749 Friedmanniella 
Propionibacterineae; 


585070 Bacteria_16S 2664042 2664076 1 35 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
585070 Bacteria_16S 2823333 2823365 1 33 gi|219856908|ref|NR_024729.1| Hydrogenobacter 


subterraneus strain HGP1l 16S ribosomal RNA, partial seque 
subterraneus Bacteria; Aquificae; Aquificales; Aquificace 


585070 Bacteria_16S 2870993 2871060 1 65 
strain DSM11031 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
585070 Bacteria_16S 2875735 2875802 1 65 
strain IFO15718 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
585070 Bacteria_16S 2882000 2882067 1 65 
strain JCM9070 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
585070 Bacteria_16S 2969808 2969875 1 65 gi 
antarctica strain AA-1042 16S ribosomal RNA, partial sequ 


gi 


gi 


gi 


nce 


ae; 


219856877 
2870477 28720 


219856874 
2875223 28767 


219856870 
2881499 28830 


219846944 
ence 


2822817 28243 
Hydrogenobacter. 

ref |NR_024696.1 
06 Bacillus vallismortis Bacteria; 


13 Hydrogenobacter 


ref |NR_024693.1 
48 Bacillus mojavensis Bacteria; 


ref|NR_024689.1 
13 Bacillus atrophaeus Bacteria; 


Friedmanniella 
0 Friedmanniella 


NR_026536.1 
2969338 297081 


antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

585070 Bacteria_16S 2995727 2995759 1 33 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

585070 Bacteria_16S 3496672 3496740 1 66 gi|219846578|ref|NR_026170.1| Coriobacterium 


glomerans strain 


DSM 20642 16S ribosomal RNA, partial seq 


uence 


3496207 3497641 Coriobacterium 


Bacillus vallismortis 


Bacillus mojavensis 


Bacillus atrophaeus 


glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 
585070 Bacteria_16S 3956776 3956808 1 33 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 39562 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 


585070 Fungi_16S 


487 575 af 


86 gi 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


585070 Fungi_16S 


1996 2084 1 


86 gi 


265678352 
1514 


265678351 


ref 


eae; 
ref 


75 3957710 Hydrog 


NR_028654.1 


Nocardiacea 
NR_028653.1 


enobaculum acidophilum 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


strain IFM 0784 16S ribosomal RNA, partial sequence 1564 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678350 


585070 Fungi_16S 3534 3622 1 86 gi 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219857197 


585070 Fungi_16S 9638 9718 1 78 gi 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


3016 Nocardia pneumoniae Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 


Nocardiaceae; Nocardia. 


4565 


10588 


585070 Fungi_16S 11119 11207 1 86 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 

585070 Fungi_16S 5094 5182 1 86 gi 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 
Actinobacteria; 


265678349 


Actinobacteridae; Actinomycetales; Corynebacterineae; 


ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 
Nocardiaceae; Nocardia. 


6112 


585070 Fungi_16S 6650 6738 1 86 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

585070 Fungi_16S 8152 8240 1 86 gi|265678342|ref|NR_028644.1| Nocardia asiatica 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678685 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 


586880 Bacteria_16S 551629 551652 1 24 


gi 


versmoldensis Bacteria; 
586880 Bacteria_16S 


Firmicutes; Lactobacillales; 


1144058 1144081 1 24 gi 


Lactobacillaceae; 
253680761 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 


phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; 


Pannonibacter. 


9123 Nocardia asiatica Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028990.1| Lactobacillus 
550095 551652 Lactobacillus 
Lactobacillus. 
ref|NR_028009.1| Pannonibacter 
1142608 1144082 Pannonibacter 
Rhodobacterales; Rhodobacteraceae; 


586880 Bacteria_16S 28689 28711 2 24 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

586880 Bacteria_16S 237337 237359 2 24 gi|265678904|ref|NR_029212.1| Burkholderia 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


235885 237406 Burkholderia phenazinium 


586880 Bacteria_16S 550022 550044 2 24 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 


strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

586880 Bacteria_16S 560747 560771 1 25 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

586880 Bacteria_16S 593868 593892 1 25 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
586880 Bacteria_16S 668246 668268 1 23 gi|265678604|ref|NR_028909.1| Gluconacetobacter 


entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
586880 Bacteria_16S 2077731 2077753 2 24 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
586880 Bacteria_16S 2079295 2079317 2 24 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
586880 Bacteria_16S 2080847 2080869 2 24 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 
586880 Bacteria_16S 2082401 2082423 2 24 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 


586880 Bacteria_16S 95192 95213 1 22 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

586880 Bacteria_16S 165415 165436 1 22 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

586880 Bacteria_16S 235701 235722 2 23 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

586880 Bacteria_16S 240466 240487 2 23 gi|265678902|ref|NR_029210.1| Burkholderia 


pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 


586880 Bacteria_16S 415255 415276 1 22 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

586880 Bacteria_16S 11840 11860 1 21 gi|265679056|ref|NR_029364.1| Desulfovibrio 


longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
586880 Bacteria_16S 11890 11910 1 21 gi|265679056|ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 


586880 Bacteria_16S 157797 157817 2 22 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

586880 Bacteria_16S 390406 390426 2 22 gi| 265678795 |ref|NR_029100.1| Myceligenerans 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 
586880 Bacteria_16S 391988 392008 1 21 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
586880 Bacteria_16S 401192 401212 1 21 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
asymbiotica subsp. australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 
Photorhabdus asymbiotica subsp. australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
586880 Bacteria_16S 471955 471975 1 21 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
586880 Bacteria_16S 663627 663647 1 21 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 


586880 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


586880 Bacteria_16S 


strain J1 16S rib 
Proteobacteria; A 


586880 Bacteria_16S 


salivarius strain 
salivarius Bacter 


586880 Bacteria_16S 


strain WSU 86/104 
Chlamydiae; Chlam 


586880 Bacteria_16S 


strain IFM 10035 
Actinobacteria; A 


586880 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


586880 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


586880 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


586880 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


586880 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


586880 Bacteria_16S 


issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 


586880 Bacteria_16S 


flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 


586880 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


586880 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


586880 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 
586880 Fungi_16S 
strain IFM 10035 

Actinobacteria; A 


590430 Bacteria_16S 


strain ISP 5293 1 
Actinobacteria; A 


590430 Bacteria_16S 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


590430 Bacteria_16S 


strain CPJVR-H 16 
Actinobacteria; A 


590430 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


590430 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


724181 724201 1 21 gi 
laumondii strain TTO1 16S ribosomal 


, 


Photorhabdus. 
21 


Enterobacteriaceae; 
768894 768914 1 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Hypho 
933970 933990 1 21 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
974153 974173 2 22 gi 
4 16S ribosomal RNA, complete sequence 
ydiales; Waddliaceae; Waddlia. 
1039811 1039831 2 22 


gi 


gi 


ctinobacteridae; Actinomycetales; Cory 
1089614 1089634 1 21 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1543585 1543605 2 22 gi 
NRRL B-24047 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

ae; Actinokineospora. 

1864282 1864302 1 21 gi 
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590430 Bacteria_16S 2493638 2493611 9 36 gi|219857387|ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 
590430 Bacteria_16S 2968041 2968014 9 36 gi| 219846945 |ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 
590430 Bacteria_16S 3006219 3006192 9 36 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
590430 Bacteria_16S 3487363 3487336 9 36 gi|219846584|ref|NR_026176.1| Actinotalea fermentans 
strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 3488602 Actinotalea fermentans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Actinotalea. 
590430 Bacteria_16S 229899 229866 10 43 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 786175 786146 9 38 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 836664 836635 9 38 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
590430 Bacteria_16S 1085236 1085207 9 38 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 1147345 1147316 9 38 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
590430 Bacteria_16S 1307293 1307264 9 38 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 1425541 1425512 9 38 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 1427106 1427077 9 38 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 1774729 1774700 9 38 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 2053681 2053652 9 38 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 2055150 2055121 9 38 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 2056661 2056632 9 38 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 2058200 2058171 9 38 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 2110063 2110034 9 38 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 2167529 2167500 9 38 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
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590430 Bacteria_16S 3484230 3484201 9 38 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 3490426 3490397 9 38 gi|219846582|ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 3637782 3637753 9 38 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 3639334 3639305 9 38 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 3919044 3919015 9 38 gi|219846281|ref|NR_025871.1| Streptomyces tendae 


strain ATCC 19812 


590430 Bacteria_16S 
strain ATCC 25495 


Streptomyces. 
590430 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, complete 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


3920625 3920596 9 38 


3922206 3922177 9 38 


complete sequence 
Strept 


gi 


complete sequence 


gi 


eurythermus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
590430 Bacteria_16S 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
590430 Bacteria_16S 


Streptomycetaceae; 
590430 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
590430 Bacteria_16S 
strain RL-34 16S 


590430 Bacteria_16S 


ribosomal RNA, 


Streptomyces. 


3923786 3923757 9 38 


3925367 3925338 9 38 


3926947 3926918 9 38 


3928528 3928499 9 38 


4201279 4201250 9 38 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


complete 


gi 


gi 


se 


219846279 
sequence 3921948 392347 
Actinomycetales; 


219846278 
comple 


219846277 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
219846276 


219846275 
3928271 39298 


ref 
es; 


ref 


ref 
te sequence 


ref 
complete 


ref 
quence 


ref 


219846074 


Actinomycetales; 


sequence 392511 
ridae; Actinomycetales; 


3926691 392822 
Actinomycetales; 


NR_025870.1 
Str 


NR_025869.1 


NR_025868.1 
392352 
Strept 


NR_025867.1 


NR_025866.1 
Strepto 


NR_025865.1 


ref 


olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 


olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


3918787 3920316 Streptomyces tendae Bacteria; 
omycineae; Streptomycetaceae; 
219846280 
3920367 3921897 Streptomyces sampsonii 
Streptomycineae; 


Streptomyces. 
Streptomyces sampsonii 


eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


00 Streptomyces scabiei Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 


NR_025664.1 
420108 
Str 


Streptomyces 
2 4202529 Streptomyces 
eptomycineae; 


TGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGGCAGCTTGCTGCTCAGTGGCGCAGCTAACGCNTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTCAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATGCCACGACGG 
TTTCCGGAGACGGACTCCTCCCCGCAAGGGGCGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGCCCTTAGTTGCCATCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACG 
GGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGAAGGGGCAACCCTTAGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTT 
TACCTGAAGGCGCTGCGCTAACTCAGCAATGAGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACACGTGGGAACGTACCCT 
TTGGTTCGGAACAACCCAGGGAAACTTGGGCTAATACCGGATAAGTCCGCGAGGAGAAAGATTTATCGCCGAAGGATCGGCCCGCGTCTGATTAGCTAGTTGGTG 
TGGTAACGGCGCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCGGTGGGGAAGATAATGACGGTACCCAC 
AGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCTTTCTAAG 
TCAGGGGTGAAATCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGGGAGGCTCGAGTCCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTA 
GATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGGATGCTAGCCGTTGGCGAGCTTGCTCGTCAGTGGCGCAGCTAACGCCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATGCCACGACGGTTTCCGGAGAC 
GGACTCCTCCCCGCAAGGGGCGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCT 
TAGTTGCCACCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTAC 
ACACGTGCTACAATGGCGGTGACAGTGGGACGCGAAGGGGTGACCCTTAGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGA 
AGTTGGAATCGCTAGTAATCGCAGATCAGCACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTTTACCTGAAGGC 
GTTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGAC TGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGATCTTCGGATCTAGTGGCGCACGGGTGCGTAACGCGTGGGAAT 
CTGCCCTTGGGTTCGGAATAACTCAGAGAAATTTGTGCTAATACCGTATAATGTCTTCGGACCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAGGATTAGCTA 
GTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAG 
TACCGGGAGAATAAGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTT 
TTTTAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAATAGCCTTTGAAACTGGAAAGCTAGAATCTTGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGGAAGAACACCAGTTGCGAAGGCGGCTGACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCTCATAGAGCTTGGGTGGCGCACGTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTT 
AAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATCCTGAGCGCGGTT 
ACCAGAGATGGTTTCCTTTAGTTCGGCTGGATAGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCATCCCTAGTTGCCATCATTAAGTTGGGCACTCTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCG 
CTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAACCTCGCGAGAGGTAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCG 
AGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTCA 
CCCGAAGGCCCAGAGCCAACCCGCACGGGAGGAAAGGTGAATGCCTAGTTATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCA 
GGCTACACATGCAGTCGAGCGAGACTTCGGGTCTAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTGCCCTTCACTACGGAATAGTCCCGGGAAACTGGGTTTA 
ATACCGTATACGCCCCTTGGGGGAAAGATTTATCGGTGAAGGATCGGCCCGCGTCTGATTAGATAGTTGGTGGGGTAACGGCCTACCAAGTCGACGATCAGTAGC 
TGGTTTGAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGC 
CATGCCGCGTGAGTGATGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCTGGGGAAGATAATGACGGTACCCAGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAA 
CTGCCTCCAAAACTATCAGTCTAGAGGTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGC 
TCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCGGGGGG 
CTTGCCCTTCGGTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTCGGACCGTCGCAGAGATGCGTCTTTCTCGTAAGAGACCGAGTGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGAA 
CTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCATCAACAATGGGTTAATCC 
CTAAAAGATGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCGCTAACCTTCGGGAGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTAGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGGAT 
GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGACCGTGCTTGCACGGTCGGATTAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTTCCCT 
TGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCAGTCCTCGCATGGGGTGCTGGTGGAAAGATTTATCGGTCTTGGATGGACTCGCGGCC 
TATCAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGA 
AGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGA 
GCTCGTAGGCGGTTTGTCACGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTGTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGG 
ATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGA 
CATGGACCGGATCGCTGCAGAGATGCAGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTATCCTATGTTGCCAGCACGTCATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCA 
TGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTCAGTTCGGATCG 
AAGTCTGCAACTCGACTTCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCA 
CGAAAGTGGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTCGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACGGA 
AGGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCA 
AGTCGAACGATGAAGACCGTGCTTGCACGGTTGGATTAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTTCCCTTAACTCTGGGATAAGCCCGGGAAACTGGG 
TCTAATACCGGATACGACCAGTCCTCGCATGGGGTGCTGGTGGAAAGATTTATCGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCA 
CCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAG 
CGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCTGCTGT 
GAAAGCCCGGGGCTCAACCCCGGGTGTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAG 
GAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAA 
ACGTTGGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGA 


590430 Bacteria_16S 4202777 4202748 9 38 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 115462 115434 10 38 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 242373 242345 10 38 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 580576 580548 10 38 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 2129747 2129723 14 38 gi|219857648|ref|NR_025237.1| Mycobacterium 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 2327039 2327011 10 38 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 3339090 3339062 10 38 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 3491962 3491934 10 38 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 4073330 4073306 14 38 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 32147 32120 9 36 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
590430 Bacteria_16S 89267 89240 9 36 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
590430 Bacteria_16S 138305 138278 9 36 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
590430 Bacteria_16S 139834 139807 9 36 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
590430 Bacteria_16S 158100 158073 9 36 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
590430 Bacteria_16S 269433 269406 9 36 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
590430 Bacteria_16S 348645 348618 9 36 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
590430 Bacteria_16S 358911 358884 9 36 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
590430 Bacteria_16S 360457 360430 9 36 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 
590430 Bacteria_16S 376950 376923 9 36 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
590430 Bacteria_16S 401489 401462 9 36 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
590430 Bacteria_16S 610794 610763 9 40 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

590430 Bacteria_16S 635166 635139 9 36 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

590430 Bacteria_16S 636697 636670 9 36 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

590430 Bacteria_16S 646033 646006 9 36 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

590430 Bacteria_16S 674553 674526 9 36 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
590430 Bacteria_16S 695839 695812 9 36 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

590430 Bacteria_16S 704621 704594 9 36 gi|265678579|ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

590430 Bacteria_16S 707445 707418 9 36 gi| 265678577 |ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

590430 Bacteria_16S 755511 755484 9 36 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

590430 Bacteria_16S 806076 806049 9 36 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

590430 Bacteria_16S 854656 854629 9 36 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

590430 Bacteria_16S 877368 877337 9 40 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
590430 Bacteria_16S 880375 880344 9 40 gi| 265678458 |ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 

590430 Bacteria_16S 884958 884931 9 36 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 

590430 Bacteria_16S 911056 911029 9 36 gi|265678437|ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

590430 Bacteria_16S 912578 912547 9 40 gi|265678436|ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 

590430 Bacteria_16S 914136 914105 9 40 gi|265678435|ref|NR_028737.1| Actinosynnema 


pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 


913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
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1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
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Actinomyce 


224581444 
1 sequence 
ridae; Act 


224581428 


donocardin 
219856867 


donocardin 
219878474 


ococcineae 
219878472 
quence 


; Actinomy 


1625607 1625580 9 36 gi 


ref|NR_028617.1 
88 Lactobacillus 


ref|NR_028610.1 


; Microbacteriac 
ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


ref 
onia 
eae; 
ref 
onia 
eae; 
ref 


NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_025612.1 


; Micrococcaceae 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref|NR_025405.1 


ce 1233340 12348 
myce 


tales; 


Micr 


1 
° 


ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


, 


ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


ref |NR_027226.1 
1420664 142216 
inomycetales; Mi 


ref |NR_027210.1 


eae; 
ref 


Actinosynne 
NR_024686.1 


eae; 
ref 


Actinosynne 
NR_025613.1 


; Micrococcaceae 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


219878459 


bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiacea 


e; Arsenicicoccus. 


Lactobacillus algidus 
algidus Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Microbacterium 

acterium halophilum 

obacteriaceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Arthrobacter bergerei 


48 Arthrobacter bergerei Bacteria; 


v 


Arthrobacter. 
Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Gemmatimonas 
imonas aurantiaca T-27 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Arthrobacter 
4 Arthrobacter 


crococcineae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Lactobacillus 

4 1510205 Lactobacillus 

e; Lactobacillus. 
Saccharothrix 

5 Saccharothrix 

ardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Arthrobacter mysorens 


05 Arthrobacter mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


ref|NR_025598.1 
1625384 162685 


Arsenicicoccus 
0 Arsenicicoccus 


590430 Bacteria_16S 1639203 1639176 9 36 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
590430 Bacteria_16S 1697311 1697284 9 36 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
590430 Bacteria_16S 1780912 1780885 9 36 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 
590430 Bacteria_16S 1811272 1811245 9 36 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
590430 Bacteria_16S 1818949 1818922 9 36 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
590430 Bacteria_16S 1820474 1820447 9 36 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 
590430 Bacteria_16S 1843437 1843406 9 40 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 
590430 Bacteria_16S 1873782 1873755 9 36 gi| 219878285 |ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
590430 Bacteria_16S 1948305 1948278 9 36 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
590430 Bacteria_16S 2065746 2065719 9 36 gi| 219878146 |ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
590430 Bacteria_16S 2169073 2169042 9 40 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 
590430 Bacteria_16S 2185747 2185716 9 40 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 
590430 Bacteria_16S 2196360 2196329 9 40 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
590430 Bacteria_16S 2228119 2228092 9 36 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 


strain YIM 21741 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
590430 Bacteria_16S 2346539 2346512 9 36 gi|219857496|ref|NR_025084.1 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 234777 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Arthrobacter. 

590430 Bacteria_16S 2404223 2404192 9 40 gi| 219857457 |ref|NR_025045.1 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

590430 Bacteria_16S 2454552 2454525 9 36 gi|219857415|ref|NR_025003.1 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 245573 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; M 
Micrococcaceae; Arthrobacter. 

590430 Bacteria_16S 2492152 2492125 9 36 gi| 219857388 |ref|NR_024976.1 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
590430 Bacteria_16S 2534552 2534525 9 36 gi|219857354|ref|NR_024942.1 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 253578 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 
Nocardioidaceae; Friedmanniella. 

590430 Bacteria_16S 2587523 2587496 9 36 gi|219857276|ref|NR_024907.1 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 258874 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 
Nocardioidaceae; Friedmanniella. 

590430 Bacteria_16S 2626045 2626018 9 36 gi| 219857247 |ref|NR_024877.1 


16S ribosomal RNA, partial sequence 2227890 22293 


bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriaceae; Tessaracoccus. 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Arthrobacter 
5 Arthrobacter 
occineae; 


Lactobacillus kimchii 
kimchii Bacteria; 


Arthrobacter 
2 Arthrobacter 


icrococcineae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Friedmanniella 

3 Friedmanniella 
cterineae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


2625807 262727 


Tessaracoccus 
1 Tessaracoccus 


590430 Bacteria_16S 


nitrophenolicus s 


nitrophenolicus Bacteria; Actinobacteria; Actinobacteri 


2656419 2656392 9 36 gi 
train NSP 41 16S ribosomal RNA, partia 


219857219 


dae; 


1 sequence 
Actinomycetales; 


ref |NR_024847.1 
2656189 265766 


Nocardioides 
3 Nocardioides 


Propionibacterineae; 


Nocardioidaceae; Nocardioides. 

590430 Bacteria_16S 2672885 2672854 9 40 gi| 219857207 |ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

590430 Bacteria_16S 2680497 2680466 9 40 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

590430 Bacteria_16S 2731632 2731601 9 40 gi|219857166|ref|NR_024794.1| Marinilactibacillus 


psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 


psychrotolerans Bacteria; 


590430 Bacteria_16S 


strain Al1-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


590430 Bacteria_16S 
sphaerica strain 


Streptosporangiaceae; 
590430 Bacteria_16S 


Firmicutes; 
2747772 2747745 9 


2752228 2752201 9 


JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
2753724 2753697 9 


Lactobacillales; 


36 gi| 219857155 


36 gi] 219857151 


36 gi| 219857150 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27549 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
590430 Bacteria_16S 


2783910 2783883 9 


36 gi| 219857127 


Carnobacteriaceae; 


2747544 2748884 Arthrobacter 


Streptosporangineae; 


2731401 273285 


ref |NR_024783.1 


ref|NR_024779.1 
2752000 275344 


ref|NR_024778.1 


ref|NR_024755.1 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 


fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


Microbacteriaceae; 
590430 Bacteria_16S 


strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


590430 Bacteria_16S 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
590430 Bacteria_16S 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
590430 Bacteria_16S 
parontospora subsp. 


Actinomycetales; 
590430 Bacteria_16S 
strain IFO 16238 


590430 Bacteria_16S 
strain IFO 16235 


590430 Bacteria_16S 
strain CM-10 16S 


590430 Bacteria_16S 
strain CM-01 16S 


590430 Bacteria_16S 


2813998 2813971 9 


2818562 2818535 9 


Planomonospora. 
2820055 2820028 9 


2821549 2821522 9 


2838206 2838179 9 


2839768 2839741 9 


2893785 2893758 9 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


2895280 2895253 9 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


2896774 2896747 9 


36 gi|219857107 


36 gi|219856911|ref|NR_024732.1 
sequence 2818334 281977 
Actinomycetales; 

36 gi|219856910|ref|NR_024731.1 


36 gi|219856909 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangineae; 


antibiotica Bacteria; Actinobacteria; 
Streptosporangiaceae; 


36 gi| 219856898 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


36 gi| 219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


36 gi| 219856860 


2893553 28949 
36 gi| 219856859 
2895048 28964 
36 


gi|219856858 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 


tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycetocola. 


Microbacteriaceae; 
590430 Bacteria_16S 


glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micropruina. 
590430 Bacteria_16S 
strain IAM 14851 


590430 Bacteria_16S 


IFO 16102 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


590430 Bacteria_16S 


2898267 2898240 9 


2901312 2901285 9 


2939283 2939252 9 


2955922 2955895 9 


36 219856857 


28980 


gi 


36 gi| 219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


40 gi| 219856830 


2939058 29405 


36 gi|219856819 


Actinomycetales; 


2813767 2815209 Tetrasphaera 


Streptosporangineae; 


Planomonospora. 


Actinomycetales; 


Propionibacterineae 


ref|NR_024735.1 


Streptosp 


ref |NR_024730.1 


partial sequen 


ref|NR_024717.1 


Microbacteriac 
ref|NR_024716.1 


Microbacteriac 
ref|NR_024679.1 


Microbacteriac 
ref |NR_024678.1 


ref|NR_024677.1 
2896542 289798 
Micr 


ref|NR_024676.1 
36 2899473 Microp 


ref |NR_024674.1 


Microbacteriac 
ref|NR_024649.1 


Actinosynne 
NR_024638.1 


ref 


8 Marinilactibacillus 


Marinilactibacillus. 


Arthrobacter russicus 


russicus Bacteria; 
Micrococcaceae; Arthrobacter. 


Planomonospora 
5 Planomonospora 


Streptosporangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 
Streptosporangiaceae; 


Okibacterium 
8 Okibacterium 


Micrococcineae; 


Tetrasphaera elongata 


elongata Bacteria; 
Intrasporangiaceae; 


Tetrasphaera. 
Planomonospora 
7 Planomonospora 


Streptosporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 
ococcineae; 


Micropruina 
ruina glycogenica 


Nocardioidaceae; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Microbacterium 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


590430 Bacteria_16S 
FO 15038 16S ribosomal RNA, partial se 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


590430 Bacteria_16S 
FO 15074 16S ribosomal RNA, partial se 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


590430 Bacteria_16S 
AA-1042 16S ribosomal RNA, partial se 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


590430 Bacteria_16S 
n BC361 16S ribosomal RNA, partial seq 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


590430 Bacteria_16S 
train DSM 8609 16S ribosomal RNA, part 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


590430 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


590430 Bacteria_16S 


strain DSM 44267 


strain DSM 11140 


2957381 2957354 9 36 gi 


; Actinobacteria; Actinobacteridae; Ac 


2958841 2958814 9 36 gi 


; Actinobacteria; Actinobacteridae; Ac 


2969568 2969541 9 36 gi 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 
3012187 30121609 36 gi 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 
3068221 3068194 9 36 gi 
acteria; Actinobacteria; Actinobacteri 
; Microbacterium. 

3114844 3114817 9 36 gi 


DMMZ 1710 16S ribosomal RNA, partial s 


3152468 3152441 9 36 gi 


6S 3225382 3225355 9 36 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


590430 Bacteria_1 


strain DSM 20167 


6S 3399979 3399952 9 36 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


590430 Bacteria_1 


strain DSM 20119 


6S 3401505 3401478 9 36 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


590430 Bacteria_16S 


protophormiae str 
protophormiae Bac 


3458464 3458437 9 36 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


590430 Bacteria_16S 


strain DSM 20546 


3461505 3461478 9 36 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


590430 Bacteria_16S 


polychromogenes s 
polychromogenes B 


3463028 3463001 9 36 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


590430 Bacteria_16S 


strain DSM 20545 


3464551 3464524 9 36 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


590430 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


590430 Bacteria_16S 


crystallopoietes 
crystallopoietes 


3466074 3466047 9 36 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3467596 3467569 9 36 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 


590430 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


590430 Bacteria_16S 


strain DSM 43045 
Actinobacteria; A 


590430 Bacteria_16S 


strain DSM 20145 
Actinobacteria; A 


590430 Bacteria_16S 


3470640 3470613 9 36 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3503855 3503828 9 36 gi 
ctinobacteridae; Actinomycetales; Micr 
3505387 3505360 9 36 gi 


ctinobacteridae; Actinomycetales; Micr 
3506904 3506877 9 36 gi 


a; Actinobacteria; Actinobacteridae; Act 


219856818 
quence 
ti 


219856817 
quence 
tinomyceta 


219846944 
quence 
Actinomyce 


219846915 
uence 
Actinomyc 


219846876 
ial sequen 
dae; Actin 


219846845 
equence 


inomycet 


219846820 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
590430 Bacteria_1 


oc 
219846770 


16S ribosomal RNA, partial sequence 3225149 32266 


ococcineae 
219846645 


16S ribosomal RNA, partial sequence 3399736 34012 


ococcineae 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


ococcineae 
219846603 
al sequenc 
e; 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846598 

sequence 

Actinomyce 


219846597 
rtial sequ 
idae; Acti 


219846595 
sequence 


Actinomyc 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


ococcineae 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


ococcineae 
219846571 


testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


nomyceta 


occineae; 


Actinomycet 


ref |NR_024637.1 
2957165 295857 
les; Micrococcin 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


NR_026536.1 
2969338 297081 
tales; Propionib 


Friedmanniella 
0 Friedmanniella 
acterineae; 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


Marmoricola 
1 Marmoricola 
bacterineae; 


ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 


Microbacterium 
0 Microbacterium 
ococcineae; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


ref |NR_026437.1 
3114620 311608 
ales; Micrococci 


, 


ref|NR_026412.1] Terracoccus luteus 
13 Terracoccus luteus Bacteria; 

; Intrasporangiaceae; Terracoccus. 
ref|NR_026362.1| Janibacter limosus 
21 Janibacter limosus Bacteria; 

; Intrasporangiaceae; Janibacter. 
ref|NR_026237.1| Arthrobacter sulfureus 
13 Arthrobacter sulfureus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026236.1] Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026195.1] Arthrobacter 

e 3458220 3459692 Arthrobacter 

ales; Micrococcineae; 


, 


v 


ref|NR_026193.1 
33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 
omycetales; Micrococcineae; 


Arthrobacter ramosus 


’ 


ref|NR_026191.1 
79 Arthrobacter pascens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026190.1] Arthrobacter 

3465830 3467301 Arthrobacter 
tales; Micrococcineae; Micrococcaceae; 


Arthrobacter pascens 


’ 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


v 


ref|NR_026187.1 
3470399 347186 
etales; Micrococ 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


ref|NR_026165.1] Agromyces ramosus 
04 Agromyces ramosus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_026164.1| Microbacterium barkeri 
22 Microbacterium barkeri Bacteria; 
; Microbacteriaceae; Microbacterium. 
ref|NR_026163.1| Microbacterium 

3506673 3508141 Microbacterium 


590430 Bacteria_ 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


590430 Bacteria_ 
imperiale strain 


imperiale Bacteri 


Microbacterium. 
590430 Bacteria_ 


lacticum strain D 
lacticum Bacteria 


Microbacterium. 


590430 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
590430 Bacteria_16S 
strain DSM 7486 1 
Actinobacteria; Actinobac 
590430 Bacteria_16S 
strain DSM 20542 
Actinobacteria; Actinobac 
590430 Bacteria_16S 
strain DSM 20528 


Actinobacteria; Actinobac 
590430 Bacteria_16S 
funditum strain p 


16S 3508425 3508398 9 36 gi|219846570|ref|NR_026162.1| Microbacterium 
in DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
; Microbacterium. 
16S 3509947 3509920 9 36 gi|219846569|ref|NR_026161.1| Microbacterium 
DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
16S 3511469 3511442 9 36 gi|219846568|ref|NR_026160.1| Microbacterium 
SM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
3512991 3512964 9 36 gi| 219846567 |ref|NR_026159.1| Rathayibacter rathayi 
6S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
teridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
3514515 3514488 9 36 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
6S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
teridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
3516037 3516010 9 36 gi|219846565|ref|NR_026157.1| Curtobacterium luteum 
16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
teridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
3517559 3517532 9 36 gi|219846564|ref|NR_026156.1| Curtobacterium citreum 
16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
teridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
3811028 3810997 9 40 gi|219846355|ref|NR_025946.1| Carnobacterium 
£3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 


Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

590430 Bacteria_16S 4011354 4011327 9 36 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
590430 Bacteria_16S 4023444 4023417 9 36 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

590430 Bacteria_16S 4031092 4031061 9 40 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
590430 Bacteria_16S 4058219 4058192 9 36 gi| 219846181 |ref|NR_025771.1]| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

590430 Bacteria_16S 203941 203915 9 35 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

590430 Bacteria_16S 226886 226852 9 43 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

590430 Bacteria_16S 228392 228358 9 43 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 264923 264889 9 43 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 


strain MCRL 0044 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


590430 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


590430 Bacteria_16S 437173 437143 9 39 gi| 265678763 |ref|NR_029068.1 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Amycolatopsis. 

590430 Bacteria_16S 460097 460067 9 39 gi|265678744|ref|NR_029049.1 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

590430 Bacteria_16S 1200314 1200292 9 31 gi| 228715386 |ref|NR_027531.1 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminob 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminob 
590430 Bacteria_16S 1245689 1245659 9 39 gi|219857484|ref|NR_025072.1 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
590430 Bacteria_16S 1537667 1537641 14 40 gi|219857377|ref|NR_024965.1 


286079 286053 9 35 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


do 


16S ribosomal RNA, partial sequence 264725 26613 


nocardin 


265678869 
285875 28729 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 


Pseudonocar 
NR_029175.1 


eae; 
ref 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 


1537426 153893 


Saccharothrix 
5 Saccharothrix 


espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 
590430 Bacteria_16S 
n NRRL B-24048 16S ribosomal RNA, partial sequen 
ria; Actinobacteria; Actinobacteridae; 


globicatena strai 
globicatena Bacte 


Saccharothrix. 


1540781 1540751 9 39 gi 


Actinosynnemataceae; Actinokineospora. 


590430 Bacteria_16S 
NRRL B-24047 16S ribosomal RNA, partial 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


590430 Bacteria_16S 
in NRRL B-24133 16S ribosomal RNA, partial seque 
eria; Actinobacteria; Actinobacteridae; 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


590430 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


590430 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


590430 Bacteria_16S 
n DSM 44591 16S ribosomal RNA, partial sequence 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


590430 Bacteria_16S 
in IMSNU 22139 16S ribosomal RNA, partial sequen 
eria; Actinobacteria; Actinobacteridae; 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


590430 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


590430 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycop 


590430 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


590430 Bacteria_16S 


strain IMMIB D-13 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Tsukamurella. 


590430 Bacteria_16S 


ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 


590430 Bacteria_16S 


helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 


590430 Bacteria_16S 


strain 2502 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


590430 Bacteria_16S 245417 245388 9 38 gi| 265678898 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Rhodococcus. 

590430 Bacteria_16S 342624 342595 9 38 gi| 265678829 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


1542341 15423119 39 


gi 


e; Amycolatopsis. 


1662204 1662174 9 39 


gi 


e; Kibdelosporangium. 


1665268 1665238 9 39 


gi 


1672838 1672808 9 39 


gi 


e; Amycolatopsis. 


1674361 1674331 9 39 


gi 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


1925422 1925392 9 39 


gi 


e; Amycolatopsis. 


3363710 3363656 16 69 


gi 


3756706 3756680 9 35 


gi 
lasmataceae; Mycoplasma. 

4210381 4210355 14 40 gi 
n SA 233 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

103196 103167 9 38 gi 
21 16S ribosomal RNA, partial sequence 


117018 116989 9 38 


gi 


e; Corynebacterium. 


159619 159594 9 34 gi 


225374 225345 14 43 
ibosomal RNA, partial sequence 


gi 


590430 Bacteria_16S 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


373847 373818 9 38 


ia; Actinobacteria; Actinobacteridae; Actinomyce 
ae; Actinokineospora. 
1563195 1563165 9 39 gi| 219846103 


ain A 80407 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


761-7 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
Kibdelosporangium. 
590430 Bacteria_16S 
rain ST101170 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


SM 4136 16S ribosomal RNA, partial sequence 
; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


219857375 
Actinomyc 


219857374 
sequenc 


Actinomy 


219878433 


219878431 
16650 
Pseu 


219878426 
sequenc 


219878425 
Actinomyc 
219878244 
Actinomy 


219846674 


ref 
etales; 

ref 
tales; 

ref 
nce 
cetales; 
ref 


Actinomycetales; 


ref 


ref 
Actinomycetales; 
ref 
etales; 
ref 


cetales; 


NR_024963.1 
ce 1540535 1542044 Actinokineospora 
Pseudonocardineae; 


NR_024962.1 
e 1542095 1543606 Actinokineospora 
Pseudonocardineae; 


NR_025693. 
1562964 1564361 Amycolatopsis 
Pseudonocardineae; 


NR_025572.1 


Actinokineospora 


Actinokineospora 


1| Amycolatopsis 


Kibdelosporangium 


1661967 1663456 Kibdelosporangium 


NR_025570.1 
31 1666519 Kibdelosporangium albatum 
donocardineae; 


NR_025565.1 
e 1672599 1674076 Amycolatopsis 


Pseudonocardineae; 


NR_025564.1 


Pseudonocardineae; 


Kibdelosporangium 
Pseudonocardiaceae; 


Amycolatopsis 


Amycolatopsis 


1674127 1675575 Amycolatopsis 


NR_025383. 
ce 1925173 1926646 Amycolatopsis 
Pseudonocardineae; 


NR_026266.1 
3363492 3364983 Verrucomicrobium 
Verrucomicrobiaceae; 


quence 


ales; 


YU 636-3 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


; Kitasatospora. 


219846394 
3756485 3757942 Mycoplasma alvi Bacte 


219846068 
Actinomycetales; 


265678994 
102976 104435 Tsukamurella pulmonis 
Corynebacterineae; T 


265678984 
cTC 7910 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678956 
SM 20419 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678912 


225125 22658 
nebacterineae; 


265678805 


ref|NR_025985.1 


ref|NR_025658.1 
4210162 421159 
Pseudono 


ref|NR_029302.1 


ref|NR_029292.1 
116781 118270 
Corynebacte 


ref|NR_029264.1 
159387 160848 
Micrococcin 


ref |NR_029220.1 
1 Mycobacterium 
Mycobacteri 
ref |NR_029206.1 

245166 246646 
etales; Coryneba 


ref |NR_029134.1 
342395 343854 
Frankineae 


Pseudonocardineae; 


1| Amycolatopsis 


Verrucomicrobium 


Mycoplasma alvi strain 
ria; Tenericutes; 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Tsukamurella pulmonis 
sukamurellaceae; 


Corynebacterium 
Corynebacterium 
rineae; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 

aceae; Mycobacterium. 
Rhodococcus 
Rhodococcus 

cterineae; Nocardiaceae; 


Cryptosporangium 
Cryptosporangium 
; Cryptosporangiaceae; 


ref|NR_029110.1 
373661 375050 
Streptom 


Kitasatospora 
Kitasatospora 
ycineae; 


590430 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


590430 Bacteria_16S 
putterlickiae str 


putterlickiae Bac 


Streptomycetaceae 
590430 Bacteria_16S 
brisbanense strai 
brisbanense Bacte 


Mycobacteriaceae; 


590430 Bacteria_16S 


boenickei strain 
Bacteria; Actinob 
Mycobacterium. 


590430 Bacteria_16S 


IMMIB R-145 16S r 


n 
a 


W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


544156 544127 9 38 
ibosomal RNA, partial sequence 


gi 


265678689 
543951 54542 


47962 
Cory 


ce 
les; 


3 481120 Mycob 
nebacterineae; 


ref|NR_028994.1 


a 
M 


398353 398324 9 38 gi| 265678789 |ref|NR_029094.1| Nocardia 
strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ardia. 

435589 435560 9 38 gi|265678764|ref|NR_029069.1| Kitasatospora 
ain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Kitasatospora. 

478322 478293 9 38 gi|265678732|ref|NR_029037.1| Mycobacterium 
n W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 
479871 479842 9 38 gi|265678731|ref|NR_029036.1| Mycobacterium 


cterium boenickei 
ycobacteriaceae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
590430 Bacteria_16S 551892 551863 9 38 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

590430 Bacteria_16S 776978 776949 9 38 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

590430 Bacteria_16S 875863 875834 9 38 gi|265678461|ref|NR_028764.1| Streptomyces 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

590430 Bacteria_16S 888015 887986 9 38 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

590430 Bacteria_16S 917287 917258 9 38 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

590430 Bacteria_16S 918852 918823 9 38 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

590430 Bacteria_16S 968234 968205 9 38 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

590430 Bacteria_16S 1038566 1038537 9 38 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Bacteria_16S 1040075 1040046 9 38 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Bacteria_16S 1041613 1041584 9 38 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Bacteria_16S 1043173 1043144 9 38 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Bacteria_16S 1044729 1044700 9 38 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Bacteria_16S 1052304 1052275 9 38 gi| 265678342 |ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Bacteria_16S 1074850 1074821 9 38 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

590430 Bacteria_16S 1097362 1097333 9 38 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 1133692 1133663 9 38 gi| 253680767 |ref|NR_028015.1| Corynebacterium 


sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 


1133500 113488 


1 Corynebacterium 


sphenisci Bacteria; 
Corynebacteriaceae; Corynebacterium. 

590430 Bacteria_16S 1235086 1235057 9 38 gi 
frederiksbergense strain DSM 44346 16S ribosomal RNA, p 
frederiksbergense Bacteria; Actinobacteria; Actinobacte 
Mycobacteriaceae; Mycobacterium. 

590430 Bacteria_16S 1290682 1290653 9 38 gi 
urealyticum DSM 7109 16S ribosomal RNA, partial sequenc 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Ac 
Corynebacteriaceae; Corynebacterium. 

590430 Bacteria_16S 1325714 1325685 9 

YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
590430 Bacteria_16S 1350225 1350196 9 38 gi 
DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
590430 Bacteria_16S 1393793 1393764 9 38 gi 
strain TMO 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
590430 Bacteria_16S 1487975 1487946 9 38 gi 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, compl 
subsp. rimosus Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 1489518 1489489 9 38 gi 
strain IBS G15036 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
590430 Bacteria_16S 1520892 1520863 9 38 gi 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, part 
pseudovaccinii Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Nocardia. 

590430 Bacteria_16S 1539232 1539203 9 38 gi 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
590430 Bacteria_16S 1555785 1555756 9 38 gi 
paranensis strain HKI 0190 16S ribosomal RNA, partial s 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 

590430 Bacteria_16S 1557279 1557250 9 38 gi 
terrestris strain HKI 0186 16S ribosomal RNA, partial s 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 

590430 Bacteria_16S 1558773 1558744 9 38 gi 
gansuensis strain HKI 0314 16S ribosomal RNA, partial s 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 

590430 Bacteria_16S 1560261 1560232 9 38 gi 
canariasense strain 502329 16S ribosomal RNA, partial s 
canariasense Bacteria; Actinobacteria; Actinobacteridae 
Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 1589069 1589040 9 38 gi| 219878485 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
590430 Bacteria_16S 1592165 1592136 9 38 gi| 219878483 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobact 
Streptomycineae; Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 1593711 1593682 9 38 gi 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, pa 
chrestomyceticus Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 1595258 1595229 9 38 gi 
sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 1596806 1596777 9 38 gi| 219878480 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
590430 Bacteria_16S 1598354 1598325 9 38 gi| 219878479 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial s 
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neba 
ref 
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ref|NR_024762.1 
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ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 
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ref|NR_025624.1 
40 Streptomyces 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Corynebacterium 
bacterium urealyticum 
rineae; 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 

Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
G 


ordoniaceae; Gordonia. 
Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Streptomyces rimosus 
5 Streptomyces rimosus 
tomycineae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Nocardia 
6 Nocardia 
ebacterineae; 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Kitasatospora 

1 Kitasatospora 

cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 
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Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 


ref|NR_025618.1 
equence 159812 


olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


Streptomyces 
8 1599625 Streptomyces 
Streptomycineae; 


ATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACCGCTGCAGAGATGCAGT 
TTCCCTTCGGGGTCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCC 
AGCACGTCATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATG 
CTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTTGG 
AGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTGGGTAACACCCGAAGCCGGTGG 
CCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGACTCGCGATTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGCTCAGA 
TTGAACGCTGGCGACGTGCTTAACACATGCAAGTCGTGCGAGAAAGGAGACTTCGGTCTCTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATGATCTACCC 
TTGAGTTCGGGATAACGGTGCGAAAGCGCCGCTAATACCGTATAACAATCCATTTCATCGTGGGTTCAAAGCAGGCCTCTTCATGAAAGCTTGCGCTTGGGGATG 
AGTCCGCGTCCCATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCTACGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAAACACGGTCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGTCGTGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCTCTGTC 
AGAAGGGAAGAACATCCGGGAGTCGAACAGCCTCCCGGCCTGACGGTACCTTCAGAGGAAGCGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGCG 
CAAGCGTTAATCGGAATCACTGGGCGTAAAGCGTGCGTAGGCTGTTTGATAAGTCAGACGTGAAATCCCTCGGCTCAACCGGGGAACTGCGTTTGATACTGTTGA 
ACTAGAGTCCTGGAGAGGGTGGCGGAATTCCTGGTGTAGGAGTGAAATCCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTACTGAC 
GCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGGATGCTAGGTGTCGGGGAGCGATCTTCGGCGCCGCAGC 
TAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGC 
AACGCGAAGAACCTTACCTGGGTTTGACATCCCGCGAATTCCTCCGAAAAGAGGAAGTGCCCTTCGGGGAGCGCGGTGACAGGTGCTGCATGGCTGNCGTCAGCT 
CGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCAGGTAAGGCTGGGCACTCTAGAGAGACCGCCTCGGTCAACGGG 
GAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTACTACAATGGCGGATACAAAGGGTTGCGAAGCCGCGAGGTGGAGCCA 
ATCCCAAAAAGTCCGTCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGCTGGAATCGCTAGTAATCGCGCATCATCATGGCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGTTCTACCCGAAGCCGCCGGGC TAACCGCAAGGAGGCAGGCGTCTACGGTAGTGCTGATGATTGGGG 
TGAAGTCGTAACAAGGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATACATGCAAGTCGAGCGGCCCTTCGGGGCAGCGGC 
GGACGGGTGAGTAACGCGTGGGAACGTGCCCTTTGGTACGGGATAACTGAGGGAAACTTCAGCTAATACCGTATGTGCCCTACGGGGGAAAGATTTATCGCCATT 
GGAGCGGCCCGCGTTGGATTAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCTACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGAATGATGAAGGTCTTAGGATTGTAAAATT 
CTTTCACCGGGGAAGATAATGACGGTACCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACT 
GGGCGTAAAGGGCGCGTAGGCGGATGTTTAAGTCGGGGGTGAAAGCCCGGGGCTCAACCTCGGAATTGCCTTCGATACTGGACATCTTGAGTACGGGAGAGGTGA 
GTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCACTGGCCCGTTACTGACGCTGAGGCGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGTTGTCGGCATGCATGCATGTCGGTGACGCAGCTAACGCATTAAGCACTCCG 
CCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
CCTTTTGACATGCCCTGATCGCTGGAGAGATCCAGTTTTCCCTTCGGGGACAGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTAAGTTGGGCACTCTAATGGGACCGCCGGTGGTAAGCCGGAGGAAGGTGGGGATGACGTCAA 
GTCCTCATGGCCCTTACGGGGTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGCTGCAACCCTGCGAAGGTGAGCTAATCCCTAAAAGTCGTCTCAGTTC 
GGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTTGGCTTTACCCGAAGACGGTGCGCTAACCCGCAAGGGAGGCAGCCGGCCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGGGAACCTGCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCCTAACACATGCAAGTCGAGCGAGGACT 
CCGGTCCTAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTCACTGNGGAATAGTCCCTGGAAACGGGGTTTAATACCGCATACGCCCTTCGGGGGAAA 
GAATTTCGGTGAAGGATCGGCCCGCGTTAGATTAGGTAGTTGGTGGGGTAACGGCCTACCAAGCCTACGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCCTA 
GGGTCGTAAAGCTCTTTCGCCAGGGAAGATAATGACGGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTT 
GTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACTGGAAAGT TGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTCCAAAACTCCCAGTCTTGAGT 
TCGAGAGAGGTGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGT 
GCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTGACACACCTAACGG 
ATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAACCCTTGACATCCTCAGCGACATCCGGAGACGGATGGTTCCCTTCGGGGACTGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACCCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAGGGGAACTGCCCGTGATAAGCGGGAGGAAGGT 
GTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTATCTACAGTGGGTTAATCCCCAAAAGATATCTCAGTTCGGATTGT 
CGTCTGCAACTCGACGGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTTGGGTTCACCCGAAGGCCGTGCGCCAACCTGTTCGCAGGGGGCAGCGGACCAGGTAGNCAGGATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNTTGGACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTTTGCTGACGAGCGGCGGACGGGTGAGT 
AATACTTGGGAACTTGCCTCTAGGCGGGGGACAACCACTGGAAACGGTGGCTAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACACCT 
AGAGATGGGCCCAAGCGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAG 
CACTTTCAGTGGTGAGGAAGGTCAGTAAGTTAATAGCTTGCTGAATTGACGTTAGCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGG 
AGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGTGTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTTGAAC 
TGGCACGCTAGAGTCCTGAAGAGGGTGGTAGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGTCAGAG 
ACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCACTATGACGTGAG 
TAACGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGTGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTGGGGAGACTGCCGGTGA 
TAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGCGTACAAAGGGCAGCGAACCTGCGAAGG 
TAAGCGAATCTCATAAAGCGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTGGTTAGTTTAACNTCGGGAGAACGATCACCACGGTGNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGTTTCGGCCGGGGATTAGTG 
GCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACACGCTCCCGCATGGGATGCGTGT 
GGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACG 
GCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAACTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGG 
CAGGCTAGAGTTCGGTAGGGGAAATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGC 
GCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAA 
TTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACCTCTGGAGACAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCG 
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Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
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Mycobacterium 
1 Mycobacterium 


Corynebacterineae; 


Gordonia sihwensis 
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9 Blastococcus 


Frankineae; Geodermatophilaceae; 
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acterineae; 


Corynebacterium 
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9 Mycobacterium 
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Amycolatopsis 
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Nocardia caishijiensis 
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Mycobacterium marinum 
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590430 Bacteria_16S 


2223470 22234419 


38 gi 


219857583 


ref|NR_025171.1 


Thermodesulfatator 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 


15286 Bacteria; 
Thermodesulfatator. 
590430 Bacteria_16S 


Thermodesulfobacteria; 


2232673 2232644 9 


38 gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


590430 Bacteria_16S 


2247869 2247840 9 


38 gi 


Thermodesulfobacteriales; 


219857577 


219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
590430 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 


Tsukamurellaceae; 
590430 Bacteria_16S 
NRRL B-24104 16S 


590430 Bacteria_16S 


strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


590430 Bacteria_16S 


viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial 
Clostridia; 


viterbiensis Bacteria; 
590430 Bacteria_16S 


2305766 2305737 9 


2342000 23419719 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


2382969 2382940 9 


2405765 2405736 9 


Firmicutes; 
2421256 2421227 9 


Actinomycetales; 
38 gi|219857525|ref|NR_025113.1 
complete sequence 230551 


38 gi 


38 gi 
38 gi 


38 gi 


219857500 


2341772 23432 


219857471 


219857456 


219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
590430 Bacteria_16S 


2437746 2437717 9 


38 gi 


219857429 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


590430 Bacteria_16S 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 244968 
olivapovliticus Bacteria; 


590430 Bacteria_16S 
strain DNP505 16S 


590430 Bacteria_16S 


strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasi 
Clostridiaceae; 


Clostridia; 
590430 Bacteria_16S 


albus strain JL 83 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
590430 Bacteria_16S 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
590430 Bacteria_16S 
strain DSM 44262 


590430 Bacteria_16S 
strain CIP 103464 


590430 Bacteria_16S 
strain MS1-3 16S 


590430 Bacteria_16S 
strain IFM 10088 


590430 Bacteria_16S 


caldilitoris strain IBSK3 16S ribosomal RNA, partial se 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; 


590430 Bacteria_16S 


Al-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 
590430 Bacteria_16S 


baikonurensis strain Al-22 16S ribosomal RNA, partial s 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
590430 Bacteria_16S 


Clostridiales; 


2448418 2448389 9 


Firmicutes; 
2496534 2496505 9 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


2514847 2514818 9 


2552100 2552071 9 


2553656 2553631 14 


2612158 2612129 9 


2639744 26397159 


2677425 2677396 9 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


2687924 2687895 9 


2689418 2689389 9 


2744971 2744946 9 


2746370 2746341 9 


2759783 2759754 9 


38 gi 


Lactobacillales; 


38 gi 


38 gi 


Caloramator. 
38 gi 


complete sequence 


39 gi 


219857420 


219857385 


2496307 24977 


219857367 


219857342 
25518 


219857341 


complete sequence 25534 


38 gi 


38 gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


38 gi 


38 gi 
38 gi 


34 gi 


2744758 2746095 Rothia aeria Bacteria 


Actinomycetales; Micrococcineae; Micrococcaceae; 


38 gi 


38 gi 


219857257 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219857231 
26395 


219857204 


2677198 26786 
nebacterineae; 


219857197 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857196 
quence 


219857157 


219857156 
equence 


219857146 


Actinomycetales; 


sequence 


Clostridiales; Clostridiaceae; 


Actinomycetales; 


Carnobacteriaceae; 


Streptomycineae; 


Streptomycineae; 


nebacterineae; 


Hydrogenivirga. 


Actinomycetales; 


Thermodesulfobac 


ref|NR_025165.1 


ref|NR_025155.1 
2247616 224914 


ref|NR_025088.1 
Pseudonocar 
ref|NR_025059.1 
Nocardiacea 
ref |NR_025044.1 

2405537 240701 
Cal 
ref|NR_025033.1 

2421026 242250 
Coryn 


ref|NR_025017.1 


ref|NR_025008.1 


ref |NR_024973.1 
Nocardiacea 


ref|NR_024955.1 


ref |NR_024930.1 
53 2553362 Strept 
Str 


ref|NR_024929.1 
13 2554923 Strept 
Str 


ref |NR_024888.1 
18 Amycolatopsis 
Pseudonocar 
ref |NR_024859.1 
12 2640976 Mycoba 
Mycobacteri 
ref |NR_024832.1 
Nocardiacea 
ref |NR_024825.1 
Nocardiacea 
NR_024824.1 
2689164 269065 
ref|NR_024785.1 
Rothia. 
ref|NR_024784.1 

2746146 274749 
Coryne 


teriaceae; 


Gordonia namibiensis 


2232422 2233905 Gordonia namibiensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Streptomyces 
2 Streptomyces 


Streptomycineae; 


Tsukamurella 
7 2307028 Tsukamurella 


Corynebacterineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Nocardia abscessus 


2382752 2384208 Nocardia abscessus Bacteria; 


e; Nocardia. 
Caloramator 
6 Caloramator 
oramator. 
Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Alkalibacterium 
1 Alkalibacterium 


Alkalibacterium. 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Hydrogenivirga 
5 Hydrogenivirga 


Rothia aeria strain 
; Actinobacteria; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


ref|NR_024774.1 


Actinokineospora 


terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 


Actinokineospora. 
590430 Bacteria_16S 
strain IFO 16295 


2770297 2770268 9 38 


gi 


590430 Bacteria_16S 
venezuelae strain 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 2776444 2776415 9 38 gi 
albofaciens strain JCM 4342 16S ribosomal RNA, partial 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 2826053 2826024 9 
strain IFO 12702 


2771834 2771805 9 38 


gi 


38 gi 


590430 Bacteria_16S 
strain MK703-102F 


2833699 2833670 9 38 gi 
1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


590430 Bacteria_16S 2842805 2842776 9 
cineracea strain SK-3255 16S ribosomal RNA, 
cineracea Bacteri 
Streptomycetaceae; Kitasatospora. 
590430 Bacteria_16S 2902850 2902825 9 
strain IFO 15616 


38 gi 


34 gi 


590430 Bacteria_16S 
strain SJS0289-JS 


2905912 2905883 9 38 gi 
1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


590430 Bacteria_16S 
cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiaceae; Actinoalloteichus. 

590430 Bacteria_16S 2943840 2943811 9 38 gi 
brevicatena strain YU 720-21 16S ribosomal RNA, partial 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 
Sporichthya. 
590430 Bacteria_16S 
strain IFO 16068 


2937765 2937736 9 38 


gi 


2954405 2954376 9 38 


gi 


590430 Bacteria_16S 
strain 10.268-1 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
590430 Bacteria_16S 2986383 2986354 9 38 gi 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, p 
wratislaviensis Bacteria; Actinobacteria; Actinobacteri 
Nocardiaceae; Rhodococcus. 

590430 Bacteria_16S 2987905 2987876 9 
strain IFO 15059 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
590430 Bacteria_16S 3022769 3022740 9 38 gi 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobact 
Gordoniaceae; Gordonia. 

590430 Bacteria_16S 3039497 3039468 9 
strain HKI 0136 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
590430 Bacteria_16S 3093786 3093761 9 34 gi 
strain TAGA27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
590430 Bacteria_16S 3096918 3096889 9 38 gi 
confusum strain DMMZ 2439 16S ribosomal RNA, partial se 
confusum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Corynebacteriaceae; Corynebacterium. 

590430 Bacteria_16S 3147871 3147842 9 38 gi 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 

590430 Bacteria_16S 3240600 3240571 9 38 
strain NZ35 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 


2984861 2984832 9 38 


gi 


38 


gi 


38 gi 


gi 


Clostridiaceae; 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


JCM 4526 16S ribosomal RNA, partial s 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


complete se 


a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 2902597 29040 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


6S ribosomal RNA, partial sequence 2984634 29861 


16S ribosomal RNA, partial sequence 2987680 29891 


6S ribosomal RNA, partial sequence 3039256 30407 


3093562 30950 


219857137 


nebacterin 
219857136 

equence 

Actinomyce 


219857132 
sequence 
Actinomyc 


219856906 


kineae; Sp 
219856901 
28334 
nebacterin 
219856895 
quence 

inomycet 


219856854 


ococcineae; 


219856852 
29056 
nebacterin 
219856831 
1 sequence 
; Actinomy: 


219856827 
sequence 
Actinomyc 


219856820 


nebacterin 
219846933 


nebacterin 
219846932 
artial seq 
dae; Actin 


219846931 


nebacterin 
219846908 
1 sequence 
eridae; Ac 


219846896 


nebacterin 
219846859 


ococcineae 
219846857 
quence 
tinomycetal 
219846823 
31476 
Cory 


ales; 


219846760 


eae; 


etal 


eae; 
ref i! 
2842551 28440 
ales; Streptomy 
ref 
77 Zimmermannella alba Bacteria; 
crobacteria 
ref 
66 2907143 Willi 
eae; Williamsia 
ref 

2937540 29390 
ceta Pseudo 
ref 

2943614 29450 
etal Frankin 
ref 
54 Gordonia rhizosphera Bacteria; 
eae; Gordoniace 
ref 
05 Nocardia flavorosea Bacteria; 
eae; Nocardiace 
ref 
uenc 
omyc 


ref 


eae; 
ref 


tino 
ref 


eae; 
ref 


ref 


ref 


ref|NR_024765. 


ref |NR_024764. 


2771601 27730 
tale 


S; 


ref |NR_024760. 


2776208 27776 
Strepto 


es; 


ref|NR_024727. 
hthyaceae; 


ref |NR_024722. 


66 2834941 Nocar 
Nocardiace 


NR_024714. 


NR_024673. 
Mi 
NR_024671. 
NR_024650. 
les; 
NR_024646. 
es; 


NR_024639. 


NR_026525. 


NR_026524. 
e 
etales; 


3022528 30239 
mycetales; 


Mi 


3096668 30980 
es; 


cterineae; 


Thermobrachium. 


29861 
Cor 


NR_026523.1 
56 Skermania piniformis Bacteria; 
Gordoniace 
NR_026500.1 


NR_026488.1 
45 Gordonia alkanivorans Bacteria; 
Gordoniacea 
NR_026451.1 
28 Kocuria palustris Bacteria; 
crococcacea 
NR_026449.1 


Corynebact 
NR_026415.1 
42 3149116 Coryn 


neba 


NR_026352.1 
3240430 3241833 Thermobrachium celere Bacteria; 


8 


Streptomy 


9 


s 


6 
c 


Cc 


a 
Cc 


0 
n 


7 
e 


a 


a 


5 
Y 


a 


8 
Cc 


e 
7 


e 


e 
Cc 


a 


d 
a 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 
Nocardiace 


e; Rhodococcus. 

Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces 
6 Streptomyces 


mycineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
oric 


porichthya. 

Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Zimmermannella alba 


eae; Pseudoclavibacter. 

Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Actinoalloteichus 

7 Actinoalloteichus 

ocardineae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Gordonia rhizosphera 


e; Gordonia. 
Nocardia flavorosea 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


Skermania piniformis 


e; Skermania. 
Gordonia 

4 Gordonia 
orynebacterineae; 


Gordonia alkanivorans 


e; Gordonia. 
Kocuria palustris 


; Kocuria. 


Corynebacterium 
1 Corynebacterium 
rineae; 


Corynebacterium 
bacterium falsenii 


orynebacteriaceae; 


Thermobrachium celere 


590430 Bacteria_16S 3320906 3320877 9 38 gi|219846705|ref|NR_026297.1| Gordonia hirsuta 
strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

590430 Bacteria_16S 3337579 3337550 9 38 gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

590430 Bacteria_16S 3380379 3380350 9 38 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
590430 Bacteria_16S 3398445 3398420 9 34 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

590430 Bacteria_16S 3431405 3431376 9 38 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

590430 Bacteria_16S 3432854 3432825 9 38 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

590430 Bacteria_16S 3447684 3447655 9 38 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 3450799 3450770 9 38 gi|219846609|ref|NR_026201.1| Thermotoga elfii 


strain DSM 9442 1 
Thermotogae; Ther 


590430 Bacteria_16S 


strain DSM 20133 


strain DSM 43205 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
590430 Bacteria_16S 


strain DSM 4954 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
590430 Bacteria_16S 3476735 3476706 9 38 gi| 219846591 |ref|NR_026183.1 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 347797 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

590430 Bacteria_16S 3485797 3485768 9 38 gi| 219846585 |ref|NR_026177.1 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 348706 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptom 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 3551347 3551318 9 38 gi|219846542|ref|NR_026134.1 


strain IndiB4 16S 


motogales; Thermotogaceae; 
3469115 3469094 15 


Thermotoga. 
36 gi 


oc 


3472150 34721219 38 gi 
ne 
3473685 3473656 9 


16S ribosomal RNA, 


38 gi 
complete sequence 
ne 
3475208 3475179 9 


38 gi 


ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

590430 Bacteria_16S 3615310 3615281 14 43 gi|219846495|ref|NR_026087.1 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
590430 Bacteria_16S 3616823 3616794 9 38 gi|219846494|ref|NR_026086.1 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

590430 Bacteria_16S 3640903 3640874 9 38 gi|219846478|ref|NR_026070.1 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 364213 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Kitasatospora. 

590430 Bacteria_16S 3642428 3642399 9 38 gi| 219846477 |ref|NR_026069.1 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 364366 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptom 
Streptomycetaceae; Kitasatospora. 

590430 Bacteria_16S 3643960 3643931 9 38 gi|219846476|ref|NR_026068.1 


strain OS-3256 16 
Actinobacteria; A 


590430 Bacteria_16S 


fusiformis strain 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


S ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Strept 


6S ribosomal RNA, partial sequence 3450571 34520 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
590430 Bacteria_16S 219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


590430 Bacteria_16S 219846593 


219846592 
6S ribosomal RNA, partial sequence 3474975 34764 


3551089 35526 


3643713 36451 


ref |NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref |NR_026186.1 


occineae 


bacterineae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 


ref|NR_026184.1 


34734 
bacterin 


93 Kitasatospora 


omycineae; Streptomyceta 


3704580 3704559 16 37 gi 
FC4 16S ribosomal RNA, partial sequence 


219846433 


89 Thermotoga elfii Bacteria; 


Arthrobacter citreus 


citreus Bacteria; 


’ 


Arthrobacter. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces 
6 Streptomyces 


ycineae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 
ycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 


ref|NR_026024.1 
3704351 3705819 Prosth 


Prosthecobacter 
ecobacter fusiformis 
Prosthecobacter. 


590430 Bacteria_16S 3706099 3706078 16 37 gi 
debontii strain FC3 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
590430 Bacteria_16S 3707617 3707596 16 37 gi 
vanneervenii strain FC2 16S ribosomal RNA, partial sequ 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
590430 Bacteria_16S 3709136 3709115 16 37 gi 
dejongeii strain FC1l 16S ribosomal RNA, partial sequenc 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
590430 Bacteria_16S 3777824 3777795 9 38 gi 
strain SL1 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
590430 Bacteria_16S 3839876 3839847 9 38 gi 
aggregatus strain B15 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Blastococcus. 
590430 Bacteria_16S 


219846432 


robiales; 
219846431 
en 
robiales; 
219846430 
e 
robiales; 
219846378 


219846335 
ce 


ales; 


3879457 3879428 9 38 gi| 219846309 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 38807 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
590430 Bacteria_16S 3902543 3902514 9 38 gi| 219846293 |ref|NR_025883.1 


strain IFO 15965 


37058 


ce 37073 


37089 


3777587 37790 


38396 
Fran 


16S ribosomal RNA, partial sequence 3902319 39037 


ref |NR_026023.1 
70 3707337 Prost 
Verrucomicrobiac 
ref|NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_025969.1 


ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref|NR_025899.1 


Prosthecobacter 
ecobacter debontii 

eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
590430 Bacteria_16S 4034196 4034167 9 38 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

590430 Bacteria_16S 4038683 4038654 9 38 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

590430 Bacteria_16S 4074824 4074795 9 38 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 


strain AS 4.1860 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
590430 Bacteria_16S 4115561 4115532 9 38 gi 
strain W4937 16S ribosomal RNA, partial sequence 


ne 
219846140 


16S ribosomal RNA, partial sequence 4074613 40760 
bacterin 


4115405 41168 


Nocardiacea 
NR_025730.1 


eae; 
ref 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
590430 Bacteria_16S 4204325 4204296 9 38 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 4233178 4233149 9 38 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 232 208 14 38 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence L 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

590430 Bacteria_16S 1771 1747 14 38 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

590430 Bacteria_16S 45538 45514 14 38 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 71413) 71389 14 38 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680  #Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

590430 Bacteria_16S 72971 72947 14 38 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

590430 Bacteria_16S 93931 93903 12 40 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

590430 Bacteria_16S 107699 107675 14 38 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

590430 Bacteria_16S 164152 164124 12 40 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 


sanfranciscensis Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


Lactobacillus. 


590430 Bacteria_16S 220890 220866 14 38 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

590430 Bacteria_16S 296832 296808 14 38 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 301244 301220 11 35 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 


strain 70-159 16S 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


300996 30245 


2 Mycoplasma pirum Bacteria; 


590430 Bacteria_16S 333446 333422 14 38 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

590430 Bacteria_16S 339693 339665 12 40 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 


strain S-182 16S ribosomal RNA, partial sequence 


339450 34088 


5 Pediococcus parvulus Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

590430 Bacteria_16S 367866 367842 14 38 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 403023 402999 14 38 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 409179 409155 14 38 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 449404 449380 14 38 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

590430 Bacteria_16S 506145 506121 14 38 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

590430 Bacteria_16S 522846 522822 14 38 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

590430 Bacteria_16S 530447 530423 14 38 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

590430 Bacteria_16S 553350 553326 14 38 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 598486 598462 14 38 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 600016 599992 14 38 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 617048 617024 14 38 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

590430 Bacteria_16S 624456 624432 14 38 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 656339 656315 14 38 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 712031 712007 14 38 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 713590 713566 14 38 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
590430 Bacteria_16S 739769 739745 14 38 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
590430 Bacteria_16S 773845 773821 14 38 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


590430 Bacteria_16S 789217 789193 14 38 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

590430 Bacteria_16S 810715 810691 14 38 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 


montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 815321 815297 14 38 gi| 265678502 |ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 


590430 Bacteria_16S 860865 860841 14 38 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
590430 Bacteria_16S 971353 971333 9 29 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
590430 Bacteria_16S 1160962 1160938 14 38 gi|228721225|ref|NR_027604.1| Nakamurella 


multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 
590430 Bacteria_16S 1250126 1250102 14 38 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
590430 Bacteria_16S 1262075 1262047 9 37 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 
strain CBS 107.95 16S ribosomal RNA, partial sequence 1261851 1263306 Dietzia natronolimnaea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 
590430 Bacteria_16S 1416325 1416301 14 38 gi|224581447|ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
590430 Bacteria_16S 1474137 1474113 14 38 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 1475689 1475665 14 38 gi|219878445|ref|NR_025584.1| Mycobacterium avium 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 1476936 Mycobacterium avium 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 
590430 Bacteria_16S 1522445 1522425 16 36 gi|219857543|ref|NR_025131.1| Treponema parvum 
strain OMZ833 16S ribosomal RNA, partial sequence 1522207 1523691 Treponema parvum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
590430 Bacteria_16S 1590612 1590588 14 38 gi| 219878484 |ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 1663739 1663715 14 38 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
590430 Bacteria_16S 1727754 1727730 14 38 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 1729293 1729269 14 38 gi| 219878388 |ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 1730805 1730781 14 38 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 1815878 1815854 14 38 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Kibdelosporangium. 


590430 Bacteria_16S 1886160 1886136 14 
halophila strain DSM 44411 16S ribosomal RNA, partial s 
halophila Bacteria; Actinobacteria; Actinobacteridae; Act 


Pseudonocardiaceae; Saccharomonospora. 


590430 Bacteria_16S 1917762 1917734 12 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 19190 
Firmicutes; Lactobacillales; Lactobacillaceae; 
590430 Bacteria_16S 1923855 1923831 14 
kongjuensis strain LM 157 16S ribosomal RNA, partial se 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Pseudonocardia. 


590430 Bacteria_16S 1949844 1949820 14 
spinosispora strain LM 141 16S ribosomal RNA, partial s 
spinosispora Bacteria; Actinobacteria; Actinobacteridae 


Pseudonocardiaceae; Pseudonocardia. 


590430 Bacteria_16S 2033432 2033408 14 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; Mycobacterium. 


590430 Bacteria_16S 2052121 2052097 14 
elephantis strain DSM 44368 16S ribosomal RNA, partial 
elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 2090214 2090190 14 


heidelbergense strain 2554/91 16S ribosomal RNA, partia 
heidelbergense Bacteria; Actinobacteria; Actinobacterid 


Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 2111594 2111570 14 


pinnipedii strain 6482 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis complex. 


590430 Bacteria_16S 2128266 2128242 14 


africanum strain ATCC 25420 16S ribosomal RNA, partial 
africanum Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacteriaceae; Mycobacterium; Mycobacterium tubercul 


590430 Bacteria_16S 2132764 2132740 14 


poriferae strain ATCC 35087 16S ribosomal RNA, partial 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 2134266 2134242 14 


strain ATCC 19422 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis complex. 


590430 Bacteria_16S 2135795 2135771 14 


strain ATCC 51384 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


590430 Bacteria_16S 2147830 2147806 14 


219878274 
uence 
inomycetales; Pseudonocardineae; 


219878249 


219878245 
ence 
Actinomyc 


219878228 
uence 
Actinomy 


219878172 
quence 
inomy: 


219878157 
quence 
tinomyce 


219878129 
sequence 
Actino: 


219857660 
21113 
Cory 


219857649 
quence 

inomycet 
is compl 
219857646 
quence 

inomycet 


219857645 


21340 


219857644 


21355 


bacterin 
219857636 


strain MUP 1182 16S ribosomal RNA, complete sequence 2147582 21491 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


590430 Bacteria_16S 2149409 2149385 14 


bacterin 
219857635 


strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 21506 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


590430 Bacteria_16S 2166010 2165986 14 


chloroethenivorans strain SL-1 16S ribosomal RNA, parti 
chloroethenivorans Bacteria; Actinobacteria; Actinobact 


Pseudonocardiaceae; Pseudonocardia. 
590430 Bacteria_16S 2217496 2217472 14 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


590430 Bacteria_16S 2517826 2517802 14 


yeochonensis strain CN 732 16S ribosomal RNA, partial s 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 2593736 2593712 14 


nocardin 
219857624 
sequenc 
idae; Ac 


219857587 


22172 


bacterin 
219857365 
uence 
Actinomy 


219857272 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


590430 Bacteria_16S 2609052 2609028 14 


bacterin 
219857259 


cet 


Cory 


ref|NR_025413.1| Saccharomonospora 
1885917 1887421 Saccharomonospora 


ref |NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


ref|NR_025384.1| Pseudonocardia 
1923611 1925122 Pseudonocardia 
etales; Pseudonocardineae; 


ref|NR_025367.1| Pseudonocardia 
1949601 1951112 Pseudonocardia 
cetales; Pseudonocardineae; 


ref|NR_025311.1| Mycobacterium 
2033216 2034702 Mycobacterium 
ales; Corynebacterineae; 


ref|NR_025296.1| Mycobacterium 
2051875 2053391 Mycobacterium 
tales; Corynebacterineae; 


ref|NR_025268.1| Mycobacterium 
2089993 2091437 Mycobacterium 
mycetales; Corynebacterineae; 


ref|NR_025249.1| Mycobacterium 
81 2112761 Mycobacterium pinnipedii 
nebacterineae; Mycobacteriaceae; 


ref|NR_025238.1| Mycobacterium 
2128040 2129472 Mycobacterium 

ales; Corynebacterineae; 

ex. 

ref|NR_025235.1| Mycobacterium 

132540 2133989 Mycobacterium 

ales; Corynebacterineae; 


is} 


ref|NR_025234.1| Mycobacterium microti 
40 2135523 Mycobacterium microti 
nebacterineae; Mycobacteriaceae; 


ref |NR_025233.1| Mycobacterium brumae 
74 2137022 Mycobacterium brumae Bacteria; 


eae; Mycobacteriaceae; Mycobacterium. 


ref|NR_025225.1| Mycobacterium parmense 
14 Mycobacterium parmense Bacteria; 


eae; Mycobacteriaceae; Mycobacterium. 


ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 


eae; Pseudonocardiaceae; Prauserella. 


ref|NR_025213.1| Pseudonocardia 


e 2165786 2167229 Pseudonocardia 
tinomycetales; Pseudonocardineae; 


ref|NR_025175.1| Mycobacterium lacus 
72 2218741 Mycobacterium lacus Bacteria; 


eae; Mycobacteriaceae; Mycobacterium. 


ref|NR_024953.1| Streptomyces 
2517611 2519099 Streptomyces 


cetales; Streptomycineae; 


ref|NR_024903.1| Mycobacterium tusciae 
10 Mycobacterium tusciae Bacteria; 


eae; Mycobacteriaceae; Mycobacterium. 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 


ref|NR_024890.1| Amycolatopsis 
2608828 2610322 Amycolatopsis 


590430 Bacteria_ 
strain DSM 43194 


590430 Bacteria_ 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


590430 Bacteria_ 
strain SIR-1 16S 
Proteobacteria; 

590430 Bacteria_ 


psychralcaliphila 
psychralcaliphila 
Diet 


Dietziaceae; 
590430 Bacteria_ 


strain JCM 9920 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 


590430 Bacteria_ 


strain JCM 4662 1 


minutisporangium 


D 


16S 2610621 2610597 14 38 gi 


16S 2666795 2666771 14 38 gi 


16S 2730111 2730083 9 37 
ribosomal RNA, partial sequence 


gi 
27 


16S 2767254 2767226 9 37 gi 


Zia. 


16S 2773364 2773340 14 38 gi 


6S ribosomal RNA, partial sequence 27 


16S 2774902 2774878 14 38 gi 


2797366 2797342 14 38 gi 


43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


eltaproteobacteria; Myxococcales; Nann 


strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 


Stre 


Stre 


219857258 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


do 
219857212 
en 
ales; 
219857167 
29867 27 
ocystin 
219857139 
al sequ 
ridae; 


219857135 
73134 27 
ptomyci 
219857133 


6S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 
590430 Bacteria_16S 
strain IFO 15962 16S ribosomal RNA, pa 


219857118 


nocardin 
ce 26665 
Pseu 
313 
eae 
enc 


Act 


746 
nea 


ptomycinea 


rtial sequ 


ref|NR_024889.1| Prauserella rugosa 
91 Prauserella rugosa Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_024840.1] Saccharopolyspora 
99 2668066 Saccharopolyspora taberi 
donocardineae; Pseudonocardiaceae; 


Plesiocystis pacifica 
50 Plesiocystis pacifica Bacteria; 

; Nannocystaceae; Plesiocystis. 
ref|NR_024767.1| Dietzia 

e 2767023 2768505 Dietzia 

inomycetales; Corynebacterineae; 


ref|NR_024795.1 


, 


ref|NR_024763.1| Streptomyces peucetius 
19 Streptomyces peucetius Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_024761.1| Streptomyces platensis 
57 Streptomyces platensis Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_024746.1| Cryptosporangium 

ence 2797145 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Cryptosporangiaceae; Cryptosporangium. 

590430 Bacteria_16S 2830621 2830597 14 38 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 2977200 2977176 14 38 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 2978732 2978708 14 38 gi| 219846937 |ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 3010624 3010600 14 38 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

590430 Bacteria_16S 3104323 3104299 14 38 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
590430 Bacteria_16S 3204243 3204223 16 36 gi|219846785|ref|NR_026377.1| Treponema amylovorum 
strain HA2P 16S ribosomal RNA, partial sequence 3204032 3205474 Treponema amylovorum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

590430 Bacteria_16S 3236048 3236024 14 38 gi|219846763|ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

590430 Bacteria_16S 3336065 3336041 14 38 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 3493505 3493481 14 38 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 

590430 Bacteria_16S 3523671 3523647 14 38 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

590430 Bacteria_16S 3622435 3622411 14 38 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

590430 Bacteria_16S 3623948 3623924 14 38 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
590430 Bacteria_16S 3625481 3625457 14 38 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 


strain ATCC 35799 


Mycobacterium. 


16S ribosomal RNA, complete sequence 


3625268 3626729 Mycobacterium szulgai 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


590430 Bacteria_16S 3636238 3636214 14 38 gi 
strain ATCC 43910 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 
590430 Bacteria_16S 3663819 3663795 14 38 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

590430 Bacteria_16S 3721179 3721155 14 38 gi 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 
590430 Bacteria_16S 3859483 3859459 11 35 gi|219846322|ref|NR_025912.1| Mycoplasma imitans 
strain 4229 16S ribosomal RNA, partial sequence 3859256 3860694 Mycoplasma imitans Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
590430 Bacteria_16S 3868681 3868661 9 29 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
590430 Bacteria_16S 4062711 4062687 14 38 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
590430 Fungi_16S 10880 10851 9 38 gi|219857175|ref 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Nocardiaceae; Nocardia. 
590430 Fungi_16S 248 219 9 38 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Fungi_16S L757 1728 9 38 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Fungi_16S 3295 3266 9 38 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Fungi_16S 4855 4826 9 38 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Fungi_16S 6411 6382 9 38 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Fungi_16S 7912 7883 9 38 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

590430 Fungi_16S 9399 9370 9 38 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


219846481|ref|NR_026073.1| Mycobacterium duvalii 
3636002 3637503 Mycobacterium duvalii 
Corynebacterineae; Mycobacteriaceae; 


219846420|ref|NR_026011.1| Mycobacterium 
3720952 3722442 Mycobacterium hassiacum 
Corynebacterineae; Mycobacteriaceae; 


NR_024803.1| Nocardia 
12137 Nocardia 
Corynebacterineae; 


595280 Bacteria_16S 676166 676134 6 38 gi|265678598|ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

595280 Bacteria_16S 1280057 1280025 6 38 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 


DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


marinum DSM 15272 
Nocardioidaceae; 


Aeromicrobium. 
595280 Bacteria_16S 1307298 1307258 6 46 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 


1308545 Streptomyces thermoviolaceus subsp. thermoviolaceu 


s Ba 


cteria; Acti 


nobacteria; 


Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 1348702 1348670 6 38 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

595280 Bacteria_16S 1771735 1771699 10 46 gi|219878355|ref|NR_025494.1| Streptomyces arenae 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 1773233 1773197 10 46 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 1774734 1774694 6 46 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


arenae Bacteria; 


GGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGAAGCCGTG 
AGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGA 
CTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTATGACG 
CTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGGAGCTTGCTCCCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGATAG 
TGGGGGATAACCTGGGGAAACCCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCGGATGAGCCTATGTCGGATTAG 
CTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGTGAGGAAGAAGGCCT 
TGCGGTTAATAACCGCGAGGAAGGACATCACTCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATT 
ACTGGGCGTAAAGCGCGCGTAGGCGGCTCGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAATGGCATCCGGAACTGTTGGGCTAGAGTGCAGGAGAGG 
AAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGTCTGACACTGACGCTGAGGTGCGAAAGCGT 
GGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTTCTTCGAGAACTTAGTGGCGCAGTTAACGCGATAAGTCG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTACCCTTGACATCGAGAGAACTTTCCAGAGATGGATGGGTGCCTTCGGGAGCTCTCAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTG 
GGTTAAGTCCCGTAACGAGCGCAACCCCTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGAC 
GTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGGTACAAAGGGTTGCGAGACGGCGACGTGGAGCCAATCCCAGAAAGCCTGCCT 
CAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCTTAACCNTCGGGGGAGCGATCACCAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNTCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGATCCTTCGGGATTAGTGGCAGACGGGTGAGTAACGCGT 
GGGAAGCTACCTTGTGGTAGGGAACAACAGTTGGAAACGACTGCTAATACCCTATGAGCCCTATGGGGGAAAGATTTATCGCCATGAGATGTGCCCGCGTTAGAT 
TAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGACGGCCTTAGGGTTGTAAAGCTCTTTCAGCAGTGAAGATAA 
TGACATTAACTGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTACGTAG 
GCGGACTGATCAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGTCAGTCTTGAGATCGAGAGAGGTGAGTGGAACTCCGAGTGTAGA 
GGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGTTGTCAGGTAGCTTGCTATTTGGTGACGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCA 
AGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATTTGGCGCT 
ACAACCGGAGACGGTTGGTTCCCTTCGGGGACGTCAGGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGCCCTTAGTTGCCAGCATTTAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGG 
GCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCGACCTCGCGAGGGGAAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTC 
GAGAGCATGAAGTTGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTT 
ACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCANNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGATGCTTTCGGGCAT 
AGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTCTGGGATAACAGTTGGAAACGACTGCTAATACCGGATGATATCGCGAGATCAAAGATTTATC 
GCCCGAGGATGAGCCCGCGTCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGT 
AAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGA 
ATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTCAGGGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAGACTGCATCGCTTGAATCCGGGAG 
AGGTAAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACCGGGATTGACGCTGAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGGACCTGGTCTTTGGGTGGCGCAGCTAACGCATTAAG 
TTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAAC 
CTTACCAGCGTTTGACATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATCATTTAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGA 
TGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGACTACAGTGGGCTGCAATCCCGCGAGGGTGAGCTAATCTCCAAAAGTCG 
TCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACAC 
CGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACCCGTAAGGGAGGCAGGCGACCACGGTGGGCTTAGCGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGG 
GTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACCAACTTCCGCATGGTGGTTGGTGTAAAGCTC 
CGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCG 
TTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGA 
GTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAG 
GAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCT 
AACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATATATCGGAAACGGCTAGAGATAGTCGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGCGAGGCGGAGC 
GAATCCCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGGGAGGGAGCCGTCGAAGGTGGGACCNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGGA 
CTTGATGAGAAGCTTGCTTCTCTGATGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCTCAAGCTTGGGACAACTACCGGAAACGGTAGCTAATA 
CCGAATACTTGCTTCTTTCGCCTGAAGGAAGCTGGAAAGACGGAGCAATCTGTCACTTGAGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCA 
CCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAAT 
GGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCCTTGAGAGTAACTGCTCAAGGAGT 
GACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGG 
CGGTCATTTAAGTCTGGTGTTTAATCCCGGGGCTCAACCCCGGATCGCACTGGAAACTGGGTGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGG 
TGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTCGCA 
AGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGA 
CCGGTACAGAGATGTACCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGATCTTAGTTGCCAGCACTTCGGGTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATG 
ACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGCTGTGAAGCCGCGAGGTGGAACGAATCCTAAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAAC 


595280 Bacteria_16S 2053686 2053646 6 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 2058205 2058165 6 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 2167534 2167494 6 


strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


595280 Bacteria_16S 2260186 2260146 6 


46 gi|219878155 


46 gi| 219878152 


strain B19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


46 gi| 219857623 


46 gi|219857559 


2167280 2168769 Streptomyces 
Streptomycineae; Streptomycetaceae; 


ref |NR_025294.1| Streptomyces 


sequence 2053442 2054919 Streptomyces 
Actinomycetales; 


Streptomycineae; 


ref|NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 


Actinomycetales; Streptomycineae; 


ref|NR_025212.1| Streptomyces speibonae 
speibonae Bacteria; 
Streptomyces. 


ref|NR_025147.1| Streptomyces 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 


thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 2968046 2968014 6 


38 gi| 219846945 


phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 


phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 


Microlunatus. 
3487368 3487336 6 


Propionibacteriaceae; 
595280 Bacteria_16S 


38 gi| 219846584 


Streptomycineae; 


ref |NR_026537.1| Microlunatus 
2967820 2969287 Microlunatus 


Actinomycetales; Propionibacterineae; 


ref|NR_026176.1| Actinotalea fermentans 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 3488602 Actinotalea fermentans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 


595280 Bacteria_16S 3639339 3639299 6 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 


46 gi| 219846479 


thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 3923791 3923751 6 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 3925372 3925332 6 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 3928533 3928493 6 
strain RL-34 16S ribosomal RNA, 


595280 Bacteria_16S 4126312 4126276 10 


strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


595280 Bacteria_16S 836669 836635 6 


strain S1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


595280 Bacteria_16S 1147350 1147316 6 


strain IMMIB R-1434 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


595280 Bacteria_16S 2056666 2056632 6 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinotalea. 
ref|NR_026071.1| Streptomyces 
3639104 3640605 Streptomyces 
Actinomycetales; Streptomycineae; 


46 gi| 219846278 |ref|NR_025868.1| Streptomyces 
complete sequence 3923529 3925059 Streptomyces 
Actinomycetales; Streptomycineae; 
46 gi|219846277|ref|NR_025867.1| Streptomyces 


46 gi| 219846275 


46 gi| 219846132 


40 gi| 265678488 


40 gi| 253680758 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 


somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 2719402 2719368 6 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
595280 Bacteria_16S 2980275 2980241 6 


complete 


3928271 3929800 Streptomyces 
Streptomycineae; Streptomycetaceae; 


4126077 4127564 Streptomyces 
Streptomycineae; Streptomycetaceae; 


sequence 3925110 3926640 Streptomyces 
Streptomycineae; 
ref|NR_025865.1| Streptomyces scabiei 
scabiei Bacteria; 
Streptomyces. 
Streptomyces africanus 
africanus Bacteria; 
Streptomyces. 
Nocardia fluminea 


ref|NR_025722.1 


ref|NR_028791.1 


836449 837910 Nocardia fluminea Bacteria; 
nebacterineae; 


Nocardiaceae; Nocardia. 
ref|NR_028006.1| Nocardia ignorata 


1147115 1148603 Nocardia ignorata Bacteria; 


nebacterineae; Nocardiaceae; Nocardia. 
40 gi|219878153|ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
Actinomycetales; Streptomycineae; 
40 gi|219857175|ref|NR_024803.1| Nocardia 


40 gi| 219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 3351304 3351274 6 


36 gi| 219846683 


Actinomycetales; 


sequence 2719156 2720654 Nocardia 
Actinomycetales; 


Corynebacterineae; 


ref|NR_026528.1| Streptomyces 
2980041 2981526 Streptomyces 
Streptomycineae; 


ref|NR_026275.1| Agrococcus jenensis 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


595280 Bacteria_16S 786181 786140 5 


46 gi|265678521 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 


beijiangensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 911062 911029 5 


VKM Ac-1401 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


595280 Bacteria_16S 1398310 13982775 


aurantiaca strain T-27 16S ribosomal RNA, partial sequence 
Gemmatimonadales; 


Bacteria; Gemmatimonadetes; 
595280 Bacteria_16S 


2842811 28427705 


cineracea strain SK-3255 16S ribosomal RNA, 


38 gi| 265678437 
910794 91228 


38 gi|228715357 
13980 
Gemmat imonadaceae; 


46 gi| 219856895 
complete sequence 


ococcineae; Microbacteriaceae; 


e; Actinomycetales; 


ococcineae; Microbacteriaceae; 


Agrococcus. 
ref|NR_028825.1| Streptomyces 
785920 787418 Streptomyces 


Streptomycineae; 


ref|NR_028739.1| Leifsonia poae strain 

1 Leifsonia poae Bacteria; 

Leifsonia. 

ref|NR_027529.1| Gemmatimonas 

84 1399529 Gemmatimonas aurantiaca T-27 

Gemmatimonas. 

ref|NR_024714.1| Kitasatospora 
2842551 2844065 Kitasatospora 


cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


595280 Bacteria_16S 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
595280 Bacteria_16S 
strain M175 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
595280 Bacteria_16S 


3485803 3485762 5 46 gi 


Streptomyces. 


4233184 42331435 46 gi 


89272 89240 6 38 gi 


219846585 
sequence 
Actinomycetal 


219846046 
4232932 42344 
nebacterineae; 
265679003 


hveragerdense strain JSP 16S ribosomal RNA, partial sequence 


hveragerdense Bacteria; 
Thermodesulfobacterium. 
595280 Bacteria_16S 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequenc 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. 
595280 Bacteria_16S 
strain 01008 16S 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
595280 Bacteria_16S 
PB90-1 16S ribosomal RNA, partial sequence 
Opitutae; Opitutales; Opitutaceae; Opitutus. 
595280 Bacteria_16S 


Thermodesulfobacteria; 


269438 269406 6 38 


gi 


286085 286053 5 37 
ribosomal RNA, partial sequence 


gi 


695844 695812 6 38 


gi 


806081 806049 6 38 


gi 


thermophilum strain 7 16S ribosomal RNA, partial sequence 


thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodes 
Thermodesulfobacterium. 

595280 Bacteria_16S 1401347 1401315 6 38 gi|228715351|ref|NR_027523.1 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 14011 

cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Microbacteriaceae; Leifsonia. 

595280 Bacteria_16S 1425542 1425506 10 46 gi| 224581441 |ref|NR_027223.1 


265678880 


Incertae S 
265678869 
285875 28729 


265678585 
695588 697067 Opitutus 


265678508 


80584 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 


Streptomyces. 
1427107 1427071 10 46 gi 
AS 4.1594 16S ribosomal RNA, partial 


Streptomyces. 


2110064 2110028 10 46 gi 


2228124 2228092 6 38 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


595280 Bacteria_16S 
puniciscabiei strain S77 16S ribosomal RNA, partial seque 


2246294 2246258 10 46 gi 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
595280 Bacteria_16S 


Streptomyces. 


2257058 2257022 10 46 gi 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial s 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
595280 Bacteria_16S 
strain T1-X7 16S 


Streptomyces. 
2492157 2492125 6 38 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


595280 Bacteria_16S 


2493639 2493611 10 38 


gi 


australiensis strain 109 16S ribosomal RNA, partial seque 


australiensis Bac 
Intrasporangiaceae; 
595280 Bacteria_16S 
strain Z 16S ribo 


Clostridia; 


Micropruina. 


595280 Bacteria_16S 
strain 801 16S ribosomal RNA, partial sequence 


teria; Actinobacteria; Actinobacteridae; 
Tetrasphaera. 
2514852 2514812 6 46 gi 
Clostridiaceae; Caloramator. 
2832165 2832129 10 46 gi 
16S ribosomal RNA, partial sequence 
Strept 
gi 


2898272 2898240 6 38 


Strept 
219857580 
16S ribosomal RNA, partial sequence 2227890 22293 


omy: 


occ 


nce 


equ 


occ 


nce 


224581440 
sequence 
Actinomyce 


219873436 
16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 
strain YIM 21741 


cinea 


ineae 


219857568 


219857561 


ence 


Actinomyc 


219857388 
2491905 24933 


ineae 


219857387 


219857367 
somal RNA, partial sequence 2514611 2516064 Calor 
Clostridiales; 
595280 Bacteria_16S 
strain IMC S-0802 
Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 
glycogenica strai 
Bacteria; Actinob 


219856902 


28319 


omycinea 
219856857 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
tale 
ref 


e; S 
ref 


> Mi 
ref 


ref 
etal 


ref 


ref 


ref 


ref 


ref 


n Lg2 16S ribosomal RNA, partial sequence 28980 
acteria; Actinobacteridae; Actinomycetales; Prop 
3006220 3006192 10 38 gi| 219846919 


22 Mycobacterium 


89036 
Thermodesulfobacterial 


e 1425302 142681 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomycetaceae; 
595280 Bacteria_16S 
coelescens strain 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
595280 Bacteria_16S 
strain DSM 43030 


1426862 142837 


2246040 224756 
Actinomycet 


2256827 225829 
Streptomycineae; 


49 Tetrasphaera 
; Intrasporangia 

2493400 249486 
Actinomycet 


amator coolhaasi 


28 2833415 Strept 
e; Streptomyceta 


36 2899473 Microp 
ionibacterineae; 


NR_026177.1 
es; 
NR_025636.1 
NR_029311.1 
90489 
es; 


NR_029186.1 
e 269183 


edis; 
NR_029175.1 


NR_028890.1 


NR_028811.1 


ales; 
NR_027222.1 


s; Streptomy 


NR_025250.1 


treptomyceta 
NR_025168.1 


crobacteriac 
NR_025156.1 


ales; Strept 
NR_025149.1 


es; 


NR_024976.1 


NR_024975.1 


ales; Microc 


NR_024955.1 


NR_024723.1 


NR_024676.1 


ref 


Streptomycineae; 


Streptomyces 


3485550 3487066 Streptomyces 
Streptomycineae; 


Mycobacterium shottsii 
shottsii Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Thermodesulfobacterium 
Thermodesulfobacterium 


Thermodesulfobacteriaceae; 


Thermoanaerobacterium 
270620 


Thermoanaerobacterium. 


Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Opitutus terrae strain 


terrae Bacteria; Verrucomicrobia; 


Thermodesulfobacterium 


2 807361 Thermodesulfobacterium 


ulfobacteriaceae; 


Leifsonia xyli subsp. 


11 1402554 Leifsonia xyli subsp. 


ineae; 


Streptomyces 
1 Streptomyces 


Streptomycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


Streptomyces humiferus 


30 Streptomyces humiferus Bacteria; 


ceae; Streptomyces. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 
occineae; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Micropruina 

ruina glycogenica 
Nocardioidaceae; 


NR_026511.1 


Frigoribacterium faeni 


3005987 3007453 Frigoribacterium faeni Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 


595280 Bacteria_16S 3449252 3449216 10 46 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

595280 Bacteria_16S 3484231 3484195 10 46 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 3490427 3490391 10 46 gi| 219846582 |ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 3511474 3511442 6 38 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

595280 Bacteria_16S 3637783 3637747 10 46 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 3756712 3756680 5 37 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

595280 Bacteria_16S 3919045 3919009 10 46 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 3922207 3922171 10 46 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 3926948 3926912 10 46 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 1085236 1085201 11 46 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 1325720 1325685 5 40 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

595280 Bacteria_16S 2164469 21644345 40 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
595280 Bacteria_16S 2173603 2173568 5 40 gi|219857619|ref|NR_025208.1]| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

595280 Bacteria_16S 2826059 2826024 5 40 gi|219856906|ref|NR_024727.1| Sporichthya polymorpha 
strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; Sporichthya. 

595280 Bacteria_16S 2943846 29438115 40 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 

595280 Bacteria_16S 3363723 3363656 5 72 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 

595280 Bacteria_16S 3473691 3473656 5 40 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 
strain : DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

595280 Bacteria_16S 3491969 34919345 40 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

595280 Bacteria_16S 3920625 3920590 11 46 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

595280 Bacteria_16S 4201279 4201244 11 46 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 


olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


, 


Str 


eptomycineae; 


595280 Bacteria_16S 4202777 4202742 11 46 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 115468 115434 6 40 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

595280 Bacteria_16S 229905 229871 6 40 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
595280 Bacteria_16S 580582 580548 6 40 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

595280 Bacteria_16S 1704974 1704940 6 40 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

595280 Bacteria_16S 2034994 2034964 6 36 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

595280 Bacteria_16S 2055150 2055116 11 45 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 2223475 2223441 6 40 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

595280 Bacteria_16S 2327045 2327011 6 40 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
595280 Bacteria_16S 2405770 2405736 6 40 gi| 219857456 |ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

595280 Bacteria_16S 3339096 3339062 6 40 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

595280 Bacteria_16S 3879462 3879428 6 40 gi|219846309|ref|NR_025899.1| Caloramator fervidus 


strain RT4. 


Bl 16 


S ribosomal RNA, 


complete sequence 3879197 38807 


15 Caloramator fervidus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

595280 Bacteria_16S 42520 42487 5 38 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

595280 Bacteria_16S 84806 84773 5 38 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

595280 Bacteria_16S 117024 116983 5 46 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

595280 Bacteria_16S 123135 123102 5 38 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
595280 Bacteria_16S 245423 245382 5 46 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

595280 Bacteria_16S 267930 267897 5 38 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

595280 Bacteria_16S 342630 342589 5 46 gi| 265678829 |ref|NR_029134.1]| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

595280 Bacteria_16S 373853 373812 5 46 gi|265678805|ref|NR_029110.1| Kitasatospora 


nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 


nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


373661 375050 Kitasatospora 
Streptomycineae; 


595280 Bacteria_16S 


putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 


595280 Bacteria_16S 
in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


595280 Bacteria_16S 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


595280 Bacteria_16S 


strain gM-1 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
595280 Bacteria_16S 
CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Actinomycet 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


595280 Bacteria_16S 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


595280 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


595280 Bacteria_16S 


strain ES10.1 16S 
Actinobacteria; A 


595280 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


595280 Bacteria_16S 
lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 13024 


Bacteria; Firmicu 
Sedis; Caldicellu 


595280 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


595280 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


595280 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


595280 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


595280 Bacteria_16S 


subsp. rimosus st 
subsp. rimosus Ba 
Streptomycetaceae 


595280 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


595280 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


595280 Bacteria_16S 


paranensis strain 
paranensis Bacter 
Streptomycetaceae 


595280 Bacteria_16S 


435595 435554 5 46 gi 
ain F18-98 16S ribosomal RNA, partial 


; Kitasatospora. 


460103 460062 5 46 gi 


e; Amycolatopsis. 


551898 551857 5 46 gi 


712042 712001 5 46 
ibosomal RNA, partial sequence 


gi 
71 


874424 874391 5 38 gi 


eae; Streptosporangium. 


875869 875828 5 46 gi 


tes; Clostridia; Thermoanaerobacterales; Thermoa 
losiruptor. 
1304307 13042745 38 gi|219846460 
ribosomal RNA, partial sequence 1304017 13055 
tes; Clostridia; Thermoanaerobacterales; Thermoa 
losiruptor. 
1316482 1316449 5 38 gi|228715851 
bosomal RNA, partial sequence 1316224 13177 


acteria; Actinobacteridae; Actinomycetales; Micr 

1324215 13241825 38 gi| 219878140 
7R1B strain 16S ribosomal RNA, partial sequence 
7R1B Bacteria; Firmicutes; Clostridia; Thermoana 
tae Sedis; Caldicellulosiruptor. 

1360711 1360678 5 38 gi|228719712 
10331 16S ribosomal RNA, complete sequence 13604 
a; Actinobacteria; Acidimicrobidae; Acidimicrobi 
; Acidimicrobium. 

1487981 1487940 5 46 gi| 219857134 
rain JCM 4667 16S ribosomal RNA, complete sequen 
cteria; Actinobacteria; Actinobacteridae; Actino: 
; Streptomyces. 

1489524 1489483 5 46 gi|219846947 

16S ribosomal RNA, partial sequence 14892 
acteria; Actinobacteridae; Actinomycetales; Cory 

1542347 1542306 5 46 gi| 219857374 
NRRL B-24047 16S ribosomal RNA, partial sequenc 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
ae; Actinokineospora. 

1555791 15557505 46 gi| 219846194 

HKI 0190 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
; Kitasatospora. 

1557285 15572445 46 gi| 219846193 


teria; Actinobacteria; Actinobacterida 


613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


n A25 16S ribosomal RNA, partial seque 


265678764 
sequence 


265678744 
quence 


, 


265678684 
e 55170 
ales; Cory 


265678574 
1792 71330 
nebacterin 
265678462 
uence 


265678461 
nce 87568 


e; Actinomycet 


Actinomy 


ref|NR_029069.1 
435340 436871 
ales; Strept 


Kitasatospora 
Kitasatospora 
omycineae; 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


ref|NR_029049.1 
459859 461323 
cetales; Pseudon 


Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


ref|NR_028989.1 
3 553077 Coryne 
nebacterineae; C 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Streptosporangium 

Streptosporangium 
rangineae; 


ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref|NR_028765.1 

874217 875635 
ales; Streptospo 


’ 


Streptomyces 
omyces scopiformis 


ref |NR_028764.1 
6 877087 Strept 


acteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
968240 968199 5 46 gi| 265678398 |ref|NR_028700.1| Kitasatospora 
rain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
1130671 1130638 5 38 gi| 253680769 |ref|NR_028017.1| Nocardiopsis exhalans 
ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
1290688 1290647 5 46 gi|228720812|ref|NR_027597.1| Corynebacterium 
109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
1301197 13011645 38 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_027540.1| Tropheryma whipplei 
07 Tropheryma whipplei str. Twist 
ococcineae; Tropheryma. 
ref|NR_025279.1| Caldicellulosiruptor 
1323941 1325448 Caldicellulosiruptor 
erobacterales; Thermoanaerobacterales 


ref|NR_027584.1| Acidimicrobium 
61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 


, 


ref|NR_024762.1 
ce 1487741 148922 
mycetales; Strep 


Streptomyces rimosus 
5 Streptomyces rimosus 
tomycineae; 


ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


Actinokineospora 
6 Actinokineospora 
ardineae; 


ref|NR_025784.1 
1555586 155703 
tales; Streptomy 


Kitasatospora 
1 Kitasatospora 
cineae; 


terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


; Kitasatospora. 


ref|NR_025783.1| Kitasatospora 
1557082 1558525 Kitasatospora 
Streptomycineae; 


595280 Bacteria_16S 
gansuensis strain 
gansuensis Bacter 
Streptomycetaceae; 
595280 Bacteria_16S 
pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 
595280 Bacteria_16S 


strain DSM 40258 


Streptomycineae; 


595280 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae 
595280 Bacteria_16S 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
595280 Bacteria_16S 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


595280 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 


1558779 1558738 5 46 gi 
HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1563201 15631605 46 gi 
in NRRL B-24133 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1589075 15890345 


Ac 


v 


46 gi 
Stre 
1592171 15921305 46 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1593717 15936765 46 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

1595264 15952235 46 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
1596812 15967715 


pt 


rt 
id 


v 
2 

1 

i 


Pe 
46 gi 
Stre 
1598360 1598319 5 46 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1599908 1599867 5 


pt 


p 
te 


, 


46 gi 
Stre 
1601456 16014155 46 gi 
oticus strain DSM 43156 16S ribosomal 


pt 


RN. 


219846192 
eq 


219846103 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 
subsp. paromomyci 
rimosus subsp. pa 


219878483 


219878482 


19878481 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 


595280 Bacteria_16S 219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


595280 Bacteria_16S 219878477 


ref 
1558576 15600 
tales; 


uence 
tinomyce 


ref 
nce 
ceta 


al seque 15629 


Actinomy les; 
ref 
40 Streptomyces 
e; S 
ref 
sequ 
erid 


omycinea 


partial 15919 


tinobact 


ence 


ref 
ence 
nomy 


15934 
cetales; 


ial sequ 
ae; Acti 


ref 
1595032 15965 
cetales; 


sequence 
Actinomy 


ref 
77 Streptomyces 
e; Streptomy 
ref 
artial seque 
ridae; Actin 


omycinea 


981 
es; 


nce 15 
omycetal 


ref 
73 Streptomyces 
e; Streptomycet 
ref 
als 


omycinea 


A, parti equence 


NR_025782.1 


NR_025693.1 
Pseudo 
NR_025624.1 


treptomycet 
NR_025622.1 


NR_025620.1 
Strept 
NR_025619.1 


cet 
NR_025618.1 


NR_025617.1 


NR_025616.1 


0 


Streptomy 


6 


3 


ae; Actinomy 


NR_025621.1 


8 


Str 


2 


2 


a 


n 


fo) 


Kitasatospora 
4 Kitasatospora 
cineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


ocardineae; 


Streptomyces catenulae 


catenulae Bacteria; 
a 


ceae; Streptomyces. 

Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


595280 Bacteria_16S 1639209 1639176 5 38 gi|219878450|ref|NR_025589.1 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
595280 Bacteria_16S 1662210 1662169 5 46 gi| 219878433 |ref|NR_025572.1 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 166345 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Kibdelosporangium. 

595280 Bacteria_16S 1665274 1665233 5 46 gi|219878431|ref|NR_025570.1 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 


Bacteria; Actinob 


Kibdelosporangium. 
595280 Bacteria_16S 


keratiniphila sub 


Streptomycetaceae; Streptomyces. 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
1675866 1675825 5 46 gi|219878424|ref|NR_025563.1 
sp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequ 


P 


e 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Kibdelosporangium 

6 Kibdelosporangium 

nocardineae; 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


595280 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


595280 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


595280 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


595280 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


595280 Bacteria_16S 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 

1677383 16773425 46 gi| 219878423 |ref|NR_025562.1 
n DSM 44594 16S ribosomal RNA, partial sequence 1677147 167861 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
e; Amycolatopsis. 

1678904 1678863 5 46 gi|219878422|ref|NR_025561.1 
17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycol 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 

1743067 17430345 38 gi| 219878378 |ref|NR_025517.1 
R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocard 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

1746107 17460745 38 gi|219878376|ref|NR_025515.1 
n HAG 010767 16S ribosomal RNA, partial sequence 1745863 174730 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
ae; Actinomadura. 

1770315 17702745 46 gi| 219878357 |ref|NR_025496.1 


Corynebacterium 


1770072 1771486 Corynebacterium 


felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


595280 Bacteria_16S 1858455 1858414 5 46 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

595280 Bacteria_16S 1876747 18767145 38 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

595280 Bacteria_16S 1925428 1925387 5 46 gi|219878244|ref|NR_025383.1]| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

595280 Bacteria_16S 1952873 1952832 5 46 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

595280 Bacteria_16S 2111605 2111564 5 46 gi|219857660|ref|NR_025249.1| Mycobacterium 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 

595280 Bacteria_16S 2128277 21282365 46 gi|219857649|ref|NR_025238.1| Mycobacterium 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 

595280 Bacteria_16S 2134277 21342365 46 gi|219857645|ref|NR_025234.1| Mycobacterium microti 
strain ATCC 19422 16S ribosomal RNA, partial sequence 2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 

595280 Bacteria_16S 2217507 2217466 5 46 gi|219857587|ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
595280 Bacteria_16S 2247875 22478345 46 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 2252463 22524305 38 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
595280 Bacteria_16S 2421262 24212215 46 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

595280 Bacteria_16S 2510312 2510279 5 38 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

595280 Bacteria_16S 2552106 2552065 5 46 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

595280 Bacteria_16S 2612164 26121235 46 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
595280 Bacteria_16S 2687930 2687889 5 46 gi|219857197|ref|NR_024825.1| Nocardia sienata 


strain IFM 10088 


16S ribosomal RNA, partial sequence 2687699 26891 


13 Nocardia sienata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
595280 Bacteria_16S 2771840 2771799 5 46 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 2776450 2776409 5 46 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 2977211 29771705 46 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 2984867 2984826 5 46 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
595280 Bacteria_16S 3096924 3096883 5 46 gi| 219846857 |ref|NR_026449.1| Corynebacterium 


confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 


3096668 309807 


1 Corynebacterium 


confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


595280 Bacteria_16S 3147877 3147836 5 46 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
595280 Bacteria_16S 3252608 3252575 5 38 gi| 219846752 |ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
595280 Bacteria_16S 3255598 3255565 5 38 gi|219846750|ref|NR_026342.1| Nocardiopsis 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 3256832 Nocardiopsis 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
595280 Bacteria_16S 3258623 3258590 5 38 gi|219846748|ref|NR_026340.1| Nocardiopsis alba 
strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
595280 Bacteria_16S 3260133 3260100 5 38 gi| 219846747 |ref|NR_026339.1| Nocardiopsis 
dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 3259907 3261367 
Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
595280 Bacteria_16S 3371227 33711945 38 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 
595280 Bacteria_16S 3395421 3395388 5 38 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
595280 Bacteria_16S 3447690 3447649 5 46 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 3476741 34767005 46 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
595280 Bacteria_16S 3640909 3640868 5 46 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
595280 Bacteria_16S 3642434 3642393 5 46 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
595280 Bacteria_16S 3643966 3643925 5 46 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
595280 Bacteria_16S 3902549 3902508 5 46 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
595280 Bacteria_16S 4115567 4115526 5 46 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
595280 Bacteria_16S 4216539 4216506 5 38 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
595280 Bacteria_16S 32148 32120 10 38 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
595280 Bacteria_16S 138306 138278 10 38 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
595280 Bacteria_16S 139835 139807 10 38 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
595280 Bacteria_16S 158101 158073 10 38 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 


arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; Microbacterium. 


595280 Bacteria_16S 202349 202309 6 


proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Copro 
Thermoanaerobacterales; 


proteolyticus Bacteria; 
Coprothermobacter. 
595280 Bacteria_16S 


Firmicutes; 


203947 203915 5 


thermophilum strain H-6-12 16S ribosomal RNA, 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; 


595280 Bacteria_16S 242373 242345 12 


novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacteriaceae; Mycobacterium. 

595280 Bacteria_16S 257486 257446 6 
strain JW/AS-Y6 16S ribosomal RNA, 
Firmicutes; Clostridia; 
595280 Bacteria_16S 348646 348618 10 


strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


595280 Bacteria_16S 
strain YIM 70081 


358912 358884 10 


595280 Bacteria_16S 360458 360430 10 


sandarakina strain YIM 70009 16S ribosomal RNA, partial 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 
595280 Bacteria_16S 376951 376923 10 
XILO1 16S ribosomal RNA, 
Actinobacteridae; 
595280 Bacteria_16S 401490 401462 10 
subsp. nitratus strain IMET 11532, 


Microbacteriaceae; Agromyces. 
595280 Bacteria_16S 429378 429350 10 


halotolerans strain YIM70084 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 


595280 Bacteria_16S 493840 493812 10 


kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


Arthrobacter. 


595280 Bacteria_16S 495345 495317 10 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Micrococcaceae; Arthrobacter. 
595280 Bacteria_16S 564113 564085 10 


strain LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


595280 Bacteria_16S 
strain V2-BIII-A2 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; 
595280 Bacteria_16S 619995 619963 5 


585112 585072 6 


hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


595280 Bacteria_16S 635167 635139 10 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; In 


595280 Bacteria_16S 636698 636670 10 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; In 


595280 Bacteria_16S 
strain CMS90 16S 


646034 646006 10 


595280 Bacteria_16S 653386 653346 6 
azorensis strain 
Bacteria; Firmicutes; 


595280 Bacteria_16S 


Clostridia; 
674554 674526 10 


strain W16 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; De 


595280 Bacteria_16S 704622 704594 10 


Clostridia; 


complete sequence 


complete sequence 257219 25873 


Thermoanaerobacterales; Thermoanaerobacteraceae; 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


complete sequence 
Actinomycetales; Micrococcineae; Microbacteriaceae; 


16S ribosomal RNA, partial sequenc 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


partial sequence 
Bacillus. 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


46 gi| 265678928 |ref 


NR_029236.1 


Coprothermobacter 


thermobacter 
Thermodesulfobiaceae; 


37 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 

complete sequence 203662 205201 Dictyoglomus 
Dictyoglomus. 

40 gi|265678900|ref|NR_029208.1| Mycobacterium 


46 gi|265678890|ref 


38 gi|265678825|ref 


38 gi|265678815|ref 


242123 24363 


1 Moorella 


4 Nesterenkonia 


NR_029198.1 
glyc 


NR_029130.1 


NR_029120.1 


Micrococcaceae; 


Moorella 


9 Mycobacterium 
Corynebacterineae; 


Moorella glycerini 
erini Bacteria; 

group; Moorella. 
Agromyces hippuratus 


348412 349877 Agromyces hippuratus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 


38 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 

38 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


376697 378215 Agromyces 


38 gi|265678787|ref 


38 gi| 265678768 |ref 
sequence 
Actinomyceta 

38 gi| 265678722 |ref 

38 gi| 265678721 |ref 


38 gi|265678676|ref 


46 gi| 265678662 |ref 


OT gi| 265678638 |ref 


a 


Naut 


38 gi|265678627|ref 


38 gi| 265678626 |ref 


38 gi|265678620|ref 


46 gi|265678614|ref 


MV1087 16S ribosomal RNA, partial sequence 653163 654605 Calor 
Clostridiales; 


Calo 
ref 


Clostridiaceae; 
38 gi| 265678599 


429128 43061 


493586 49506 


495118 49657 


584888 586308 Bacil 


19766 62117 


645783 647259 Arthrobacter 


674316 675810 Dermatophilus 


Agromyces. 
NR_029092.1 


NR_029073.1 
les; 
NR_029027.1 
les; 
NR_029026.1 
ales; 


NR_028981.1 


NR_028967.1 


NR_028943.1 


NR_028932.1 


trasporangi 
NR_028931.1 


trasporangi 
NR_028925.1 


crococcacea 
NR_028919.1 


ranaerobact 
NR_028904.1 


rmatophilac 


38 gi|265678579|ref 


NR_028884.1 


e 401266 


crobacteriaceae; 


eae; 


ulmi Bacteria; Actinobacteria; 


Agromyces cerinus 
402730 Agromyces 


les; Micrococcineae; 


Nesterenkonia 


0 Nesterenkonia 
Micrococcineae; Micrococcaceae; 


Arthrobacter 


7 Arthrobacter 
Micrococcineae; Micrococcaceae; 


Arthrobacter 


1 Arthrobacter 
Micrococcineae; 


Rhodoglobus vestalii 


563902 565327 Rhodoglobus vestalii Bacteria; 


Rhodoglobus. 
Bacillus barbaricus 


lus barbaricus Bacteria; 


Caminibacter 


8 Caminibacter 
iliales; Nautiliaceae; 


Caminibacter. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
aceae; 


Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
aceae; 


Knoellia. 
Arthrobacter roseus 
roseus Bacteria; 


e; Arthrobacter. 


Caloranaerobacter 


anaerobacter azorensis 
er. 


Dermatophilus chelonae 
chelonae Bacteria; 
Dermatophilus. 
Friedmanniella 


lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Friedmanniella. 


595280 Bacteria_16S 755512 755484 10 


38 


VKM Ac-1800 16S ribosomal RNA, partial sequence 


595280 Bacteria_16S 884959 884931 10 


38 


gi 


755262 75674 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


strain VKM Ac-1799 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Rathayibacter. 
595280 Bacteria_16S 1101838 1101810 10 
strain 14 16S ribosomal 


595280 Bacteria_16S 1112542 1112514 10 
halophilum strain 76 16S 
Bacteria; Actinobacteria; 
Microbacterium. 
595280 Bacteria_16S 1136710 1136682 10 
CMS 81 16S ribosomal RNA, 
Actinobacteridae; 
595280 Bacteria_16S 


1138262 1138234 10 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 


595280 Bacteria_16S 1191190 1191166 6 
strain EX-H1l 16S ribosomal RNA, 
Aquificae; Aquificales; 
595280 Bacteria_16S 


1194292 1194268 6 


pacificum DSM 12653 16S ribosomal RNA, partial sequence 
Clostridia; 


DSM 12653 Bacteria; 
Carboxydibrachium. 
595280 Bacteria_16S 


Firmicutes; 


1209463 1209439 6 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


38 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


38 


38 


38 


partial sequence 
Hydrogenothermaceae; 


30 gi| 228715750 
1190944 11924 
Persephonella. 
30 gi| 228715634 
11940 
Thermoanaerobacterales; 
30 gi| 228715350 


DSM 14365 16S ribosomal RNA, partial sequence 


Bacteria; 
595280 Bacteria_16S 
strain Cal06 16S 


1216922 1216894 10 


595280 Bacteria_16S 1233573 1233545 10 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, part 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 
595280 Bacteria_16S 1420902 1420874 10 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 

595280 Bacteria_16S 1604556 1604528 10 
strain DSM 12798 


595280 Bacteria_16S 1606097 1606069 10 


38 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


38 


38 


38 


38 


gi 


1101592 11031 


gi 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


gi 


1209193 12106 
Proteobacteria; Deltaproteobacteria; Myxococcales; 


gi 


1216681 12181 


gi 


gi 


strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


gi 


gi 


265678542 


265678454 


265678308 


265678300 


253680765 


1136447 1137959 Leifs 
obacteriaceae; 


253680764 


219878473 


219878266 


224581444 


219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


219878472 


arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 


595280 Bacteria_16S 1697312 1697284 10 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 


595280 Bacteria_16S 1768799 1768767 5 


38 


37 


strain 525 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


595280 Bacteria_16S 1780913 1780885 10 


38 


strain 4-0 16S ribosomal RNA, partial sequence 


595280 Bacteria_16S 
flaccumfaciens pv. 


1811273 1811245 10 


Actinomycetales; 


595280 Bacteria_16S 1818950 1818922 10 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


595280 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
595280 Bacteria_16S 


1820475 1820447 10 


1873783 1873755 10 


38 


gi 


gi 


1768558 17700 


gi 


1780670 17821 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


gi 


219878409 


219878358 


219878349 


219878328 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


ococcineae; 


88470 
Micr 


ococcineae; 


11123 
Micr 


Nannocys 


ial sequen 


1 sequence 
ridae; Act 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Nau 
ref 


ref 


1 886196 Ratha 
ococcineae; Microbacteriaceae; 


ococ 
onia 
onia 
obacteriaceae; 
06 Persephonella 


29 1195514 Carbo 
Thermoanaerobacteraceae; 


48 Arthrobacter 
ococcineae; 


ce 1233340 123481 


Actinomycetales; 


1420664 142216 
inomycetales; Micrococcineae; 


1605856 160731 
Actinomyceta 


56 1698545 Microb 
Micrococ 


NR_028846.1 


NR_028756.1 


NR_028610.1 


NR_028601.1 


NR_028013.1 


Leifsonia. 
NR_028012.1 


Leifsonia. 
NR_027538.1 
NR_027536.1 
NR_027522.1 
tineae; 


NR_025612.1 


NR_025405.1 


NR_027226.1 


NR_025613.1 


crococcaceae 
NR_025611.1 


les; Microco 
NR_025548.1 
cineae; Micr 


NR_025497.1 


bilias 
NR_025488.1 


crococcaceae 
NR_025467.1 
partial sequ 


Agromyces albus strain 


7 Agromyces albus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Rathayibacter caricis 


yibacter caricis 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
Microbacteriaceae; 


Agromyces. 
Microbacterium 


07 1113789 Microbacterium halophilum 
cineae; Microbacteriaceae; 


Leifsonia aurea strain 


aurea Bacteria; Actinobacteria; 


Leifsonia rubra strain 


rubra Bacteria; Actinobacteria; 


Persephonella marina 
marina EX-H1 Bacteria; 


Carboxydibrachium 


xydibrachium pacificum 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
Haliangiaceae; 


Haliangium. 
Arthrobacter bergerei 


bergerei Bacteria; 
; Micrococcaceae; Arthrobacter. 


Microbacterium 
7 Microbacterium 


Micrococcineae; 


Arthrobacter 
4 Arthrobacter 


Arthrobacter mysorens 


05 Arthrobacter mysorens Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Microbacterium 
acterium paraoxydans 


obacteriaceae; 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 


38 


38 


38 


Curtobacterium. 


gi 


gi 


gi 


219878323 


219878322 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878285 


nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


ref 


ref 


1820242 182172 


NR_025462.1 


crobacteriac 
NR_025461.1 


Micrococcin 


ref 


Plantibacter flavus 


91 Plantibacter flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


NR_025424.1 


Arthrobacter 


1873541 1874936 Arthrobacter 


TCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTATA 
ACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGTGGATGG 
ATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTT 
AACACATGCAAGTCGAACGATGAACCAGGTGCTTGCACCTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAACCCCG 
AGAAATCGGAGCTAATACCGGATAGGACTCTTCACCGCATGGTGGGGGGTGGAAAGTTTTTCGGTTTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTA 
ATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTTAGTAAGGAAGAAGCCTTCGGGTGACGGTACTT 
GCAGAAAAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCG 
CGTCTGCTGTGAAATCTAGAGGCTCAACCTCTAGCCTGCAGTGGGTACGGGCAGACTTGAGTGGTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCG 
CAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCACTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGTTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAA 
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AAGCCGGTGGCCTAACCCGTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGTGGATCACC 
TCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCA 
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GTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATT 
AGATACCCTGGTAGTCCATGCCGTAAACGATGAGCGCTAGGTGTTGGGGACTTTCCGGTCCTCAGTGCCGCAGCAAACGCATTAAGCGCTCCGCCTGGGGAGTAC 
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TGCAACTCGCCTGCACGAAGCTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAG 
TCTGCAATGCCCAAAGTCGGTGGGATAACCTTTTAGGAGTCAGCCGCCTAAGGCAGGGCAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACTGC 
GNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCC 
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AACACAGGGAAACTTGTGCTAATACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGATTGGCCCGCGTCTGATTAGCTAGTTGGTAGGGTAATGGCCT 
ACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAA 
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GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTCTTTAAGTCAGGGGTGAAA 
TCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGAAGATCTTGAGT TCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAG 
AACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGAATGCCAGCCGTTAGTGGGTTTACTCACTAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTGACATGTCCAGGACCGGTCGCAGAGATGTGACCTTCTC 
TTCGGAGCCTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACCA 
TTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACA 
ATGGCGGTGACAATGGGATGCTAAGGGGCGACCCTTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATCGC 
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ref|NR_026162.1 

3508192 350966 
cetales; Microco 


n 


n 


b 


i 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Microbacterium 
0 Microbacterium 


neae; Microbacteriaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Arthrobacter sulfureus 


sulfureus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter ramosus 


ramosus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


’ 


Arthrobacter pascens 


pascens Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter 
2 Arthrobacter 


cineae; Micrococcaceae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium 
1 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


ref |NR_026161.1 
3509716 351118 


Microbacterium 
5 Microbacterium 


imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


595280 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
595280 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
595280 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
595280 Bacteria_16S 


strain DSM 20528 


Actinobacteria; Actinobac 
595280 Bacteria_16S 


strain CM2104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 


strain 20-5 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


595280 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


595280 Bacteria_16S 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


595280 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


595280 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


595280 Bacteria_16S 


conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; 


595280 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


595280 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


595280 Bacteria_16S 


genavense strain 
Bacteria; Actinob 
Mycobacterium. 


595280 Bacteria_16S 


aichiense strain 
Bacteria; Actinob 
Mycobacterium. 


595280 Bacteria_16S 


strain 47001 16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


595280 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


595280 Bacteria_16S 


3512992 3512964 10 
6S ribos 


38 gi 
teridae; Actinomycetales; Micr 
3514516 3514488 10 38 gi 
6S ribos 
teridae; Actinomycetales; Micr 
3516038 3516010 10 38 gi 
16S ribo 
teridae; Actinomycetales; Micr 
3517560 3517532 10 38 gi 
16S ribo 
teridae; Actinomycetales; Micr 
4011355 4011327 10 38 gi 
ribosomal RNA, partial sequence 


Micr 
4023445 4023417 10 38 gi 
ibosomal RNA, partial sequence 
Micr 
4058220 4058192 10 38 gi 
rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
itricoccus. 

4071811 4071779 6 38 gi 
rain BOR-Y 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 


4073330 4073306 16 40 gi 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

4130834 4130794 6 46 gi 
SF-57 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Marin 
103202 103167 5 40 gi 
21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


107710 107675 5 40 gi 
3895/92 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

Mycobacterium. 

124602 124575 6 33 gi 
in NSP M-1 16S ribosomal RNA, partial 

eria; Nitrospirae; Nitrospirales; Nitr 
148760 148733 6 33 gi 
bosomal RNA, partial sequence 


220901 220866 5 40 gi 
2289 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


226892 226857 5 40 gi 
49005 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


228398 228363 5 40 
ribosomal RNA, partial sequence 


gi 


398359 398324 5 40 gi 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 

437173 437138 11 46 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 
478328 478293 5 


40 


omal RNA, partial sequence 3512760 35142 
omal RNA, partial sequence 3514284 35157 
somal RNA, partial sequence 3515805 35172 
occineae; 
somal RNA, partial sequence 3517327 35187 


4011119 40125 


4023267 40246 


148511 15001 


228138 22959 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
595280 Bacteria_16S 


219846567 


occineae 


66 


oc 
2198465 


ococcineae 
219846565 


oc 
219846564 
ococcineae 
219846215 


ococcineae 
219846207 


ococcineae 
219846181 
ial sequen 
ae; Actino 


’ 


219846171 
sequence 


idiales; 


c 


219846170 
1 sequence 
idae; Acti 


219846126 
ence 41305 
ibacillus. 
265678994 
10297 
ales; Cory 
265678990 
quence 
Actinomyce 


265678979 
sequence 
ospiraceae 
265678963 


265678915 
ce 22065 
ales; Cory 


265678911 
nce 22663 
ales; Cory 


265678910 


nebacterin 
265678789 
tial seque 
idae; Acti 


265678763 
rtial sequ 


e; Actinom 


265678732 


gi 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 


crobacteriac 
NR_026156.1 


7 Mi 
ref 


7 Mi 
ref 


crobacteriac 
NR_025805.1 
; In 
ref 


trasporangia 
NR_025797.1 
; Microbacteriac 
ref|NR_025771.1 
ce 4057969 405944 
mycetales; Micro 


ref|NR_025761.1 
4071551 407304 
lostridiales Fa 


ref|NR_025760.1 
4073095 407456 
nomycetales; Cor 


ref|NR_025716.1 
88 4132093 Marini 


ref |NR_029302.1 
6 104435 Tsuka 
nebacterineae; T 
ref |NR_029298.1 

107522 108917 
tales; Corynebac 


ref |NR_029287.1 

124349 125867 
; Nitrospira. 
ref|NR_029271.1 


ref |NR_029223.1 
9 222097 Mycoba 
nebacterineae; M 


ref|NR_029219.1 
2 228087 Mycoba 
nebacterineae; M 


ref|NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029094.1 
nce 398145 
nomycetales; Cor 


ref 
ence 
ycet 


NR_029068.1 
436922 


ales; Pseudo 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


mily XI. 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Citricoccus 

8 Citricoccus 

coccineae; 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Mycobacterium 
2 Mycobacterium 


ynebacterineae; 


Marinibacillus 
bacillus campisalis 


Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 
Mycobacterium 
Mycobacterium 


terineae; 


Nitrospira 
Nitrospira 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Mycobacterium 
cterium genavense 
ycobacteriaceae; 


Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 
Nocardia 
399618 Nocardia 
ynebacterineae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


ref |NR_029037.1 
478074 479572 


Mycobacterium 
Mycobacterium 


595280 Bacteria_16S 
boenickei strain 


479877 479842 5 


Mycobacterium. 


595280 Bacteria_16S 544162 544127 5 


IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


595280 Bacteria_16S 624467 624432 5 


strain E846 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


595280 Bacteria_16S 707445 707418 11 


strain 216 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Luteococcus. 


595280 Bacteria_16S 776984 776949 5 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Gordoniaceae; Gordonia. 
595280 Bacteria_16S 854656 854629 11 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 
595280 Bacteria_16S 877374 877339 5 


strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


595280 Bacteria_16S 880381 880346 5 


strain NRRL B-16137 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Lentzea. 


595280 Bacteria_16S 888015 887980 11 


flava strain AS 4.1520 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharopolyspora. 


595280 Bacteria_16S 912584 912549 5 


aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


aerocolonigenes Bacteria; 
Actinosynnemataceae; 
595280 Bacteria_16S 
pretiosum subsp. 

Actinosynnema pretiosum 
Actinomycetales; 
595280 Bacteria_16S 


Lechevalieria. 
914142 914107 5 


917293 917258 5 


strain IEGM 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


595280 Bacteria_16S 918858 918823 5 


strain 213E 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


595280 Bacteria_16S 
strain IFM 10035 


1038572 1038537 5 


595280 Bacteria_16S 1040081 1040046 5 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


595280 Bacteria_16S 1041619 10415845 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


595280 Bacteria_16S 1043179 10431445 


strain IFM 10084 


595280 Bacteria_16S 
strain YZ-96 16S 


1044735 10447005 


595280 Bacteria_16S 1052310 10522755 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


595280 Bacteria_16S 1062950 10629155 


acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 


595280 Bacteria_16S 1074856 10748215 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


40 gi 


W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


40 gi 


54 


40 gi 


62 


38 gi 


70 


40 gi 


38 gi 


40 gi 


40 gi 


46 gi 
40 


gi 


40 gi 


pretiosum strain C-15003 16S ribosomal 


40 gi 


40 gi 


40 gi 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


40 gi 


40 gi 


40 gi 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


40 gi 


40 gi 
40 gi 


40 gi 


917039 91855 
Corynebacterineae; 


918602 92011 
Corynebacterineae; 


1044481 10459 


265678731 


265678689 


265678635 


265678577 


265678528 
sequence 


265678475 


265678460 


265678458 


265678452 


265678436 


265678435 


265678433 


265678432 


265678352 


265678351 


265678350 


265678349 


265678348 


265678342 


265678335 


265678327 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rhodococcus. 


4219 625725 Mycobacterium 
Corynebacterineae; 


Actinomycetales; 


Actinomycetales; 


880129 881579 Lentze 
Pseudonocardineae; 


887783 889225 Saccha 
Pseudonocardineae; P 


Actinomycetales; 


RNA, partial 
subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 


ref|NR_029036.1 


ref|NR_028994.1 


ref|NR_028940.1 


ref|NR_028882.1 


ref|NR_028832.1 
776745 778221 
Cory 


ref|NR_028778.1 

854408 855931 
Prop 
ref|NR_028763.1 


Actinosynne 


ref |NR_028760.1 


ref|NR_028754.1 


ref|NR_028738.1 
912332 
Pseu 
ref|NR_028737.1 


sequence 


ref|NR_028735.1 
Gordoniacea 
ref |NR_028734.1 
Gordoniacea 
ref |NR_028654.1 
Nocardiacea 
ref|NR_028653.1 
Nocardiacea 
ref |NR_028652.1 
Nocardiacea 
ref |NR_028651.1 
Nocardiacea 


ref|NR_028650.1 


ref 


NR_028644.1 


ref |NR_028637.1 
1062699 106423 


Nocardiaceae; 


Mycobacterium 


479623 481120 Mycobacterium boenickei 


Corynebacterineae; Mycobacteriaceae; 


Nocardia puris strain 


3951 545424 Nocardia puris Bacteria; 


Nocardia. 
Mycobacterium palustre 
palustre Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Luteococcus peritonei 


7255 708617 Luteococcus peritonei Bacteria; 
Propionibacterineae; Propionibacteriaceae; 


Gordonia 
Gordonia 
nebacterineae; 


Propionibacterium 
Propionibacterium 


ionibacterineae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 
Actinosynnema 


913891 915394 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Alicyclobacillus 
1 Alicyclobacillus 


Alicyclobacillus. 


Rhodococcus 


ref|NR_028629.1 
1074605 107593 


5 Rhodococcus 


595280 Bacteria_16S 
strain M 6 A9 16S 
Lacto 
595280 Bacteria_16S 


Firmicutes; 


sphenisci strain 


sphenisci Bacteri 
Corynebacteriacea 
595280 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; 


strain CCUG 33897 


Bacteria; Actinob 


Luteococcus. 


595280 Bacteria_16S 
frederiksbergense 
frederiksbergense 


Mycobacteriaceae; 


595280 Bacteria_16S 
strain 13.4 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
595280 Bacteria_16S 


strain CDC 941078 


Bacteria; Actinob 


Mycobacterium. 


595280 Bacteria_16S 
DSM 43247 16S rib 
Bacteria; Actinob 
595280 Bacteria_16S 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
595280 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


595280 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


595280 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


595280 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
595280 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


595280 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


595280 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


595280 Bacteria_16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


595280 Bacteria_16S 


s 
595280 Bacteria_16S 


1091449 10914145 40 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1133698 11336635 40 gi 
CECT 5990 16S ribosomal RNA, partial s 


gi 


e; Corynebacterium. 
1200315 1200292 10 33 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1218356 1218329 11 38 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 
1235092 12350575 40 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

1245689 1245654 11 46 
ibosomal RNA, partial sequence 


gi 


1250137 1250102 5 40 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1350231 1350196 5 

osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1439483 1439448 5 40 gi 
ribosomal RNA, partial sequence 


40 gi 


1475700 1475665 5 40 gi 
in DSM 44156 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium comp 
1520898 1520863 5 40 gi 

rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 


ae 


1536116 1536081 5 40 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

ae; Saccharothrix. 

1539238 1539203 5 40 gi 
38 16S ribosomal RNA, partial sequence 


al 
Ac 


do 
1540781 1540746 11 46 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1560267 15602325 40 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
1573765 15737305 


eq 


, 


40 gi 
do 


1575290 1575255 5 40 gi 


do 


1625607 1625580 11 
CCUG 47306 16S riboso 
ia; Actinobacteria; Ac 
e; Arsenicicoccus. 

1672838 1672803 11 
rain ST101170 16S ribo 
cteria; Actinobacteria 
e; Amycolatopsis. 

1674361 1674326 11 


38 gi 
mal RNA, partial 
tinobacteridae; 


s 
Ac 


46 gi 
somal RNA, parti 
Actinobacterid 


al 
ae 


, 


46 


gi 


ar 
cL 


do 


ia 


ia 


ales; 


, 


’ 


es; 


265678315 
1091188 10926 
illus. 
253680767 
equence 

a; Actinobacteria; Actinobacteridae; Actinomycet 


228715386 
ce 
es; 


12000 


Synerg 
219878368 


12181 


219878254 
tial seq 
dae; 


Act 


219857484 
1245479 12468 
nocardin 
219857412 


12499 
Cory 


228720546 
1349993 13514 
ales; 
224581428 
1439230 14407 
donocardin 
219878445 
sequence 
Actinomy 
lex (MAC 
219857610 
1 sequen 


Cory 


Actino: 


219857378 


sequenc 


tinomyce 


219857376 


15389 


nocardin 
219857375 
1 sequen 
Actinomyc 


219846147 
uence 
Actinomy 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
595280 Bacteria_16S 


nocardin 
219856867 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
595280 Bacteria_16S 


nocardin 
219878459 
equence 
tinomyce 


219878426 


sequenc 
Actino: 


219878425 


balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


Prop 


ref |NR_028617.1 
88 Lactobacillus 
ref|NR_028015.1 
133500 113488 
ales; Corynebac 


R 


v 


ref|NR_027531.1 
61 1201579 Amino 
istaceae; Amino 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref |NR_025393.1 
uence 123486 
inomycetales; Co 


ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_025000.1 
18 1251238 Mycoba 
nebacterineae; 
ref|NR_027594.1 
neba 
ref 


cterineae; 
NR_027210.1 


eae; Actinosynne 
ref|NR_025584.1 

1475465 147693 
cetales; Coryneb 
ya 
ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


ref|NR_025737.1 

1560055 156148 
cetales; Coryneb 
ref|NR_024687.1 


Actinosynne 
NR_024686.1 


eae; 
ref 


eae; Actinosynne 
ref|NR_025598.1 
1625384 162685 
tales; Micrococc 


ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseud 


ref |NR_025564.1 
1674127 167557 


ae 


b 
b 


M 


Lactobacillus algidus 
algidus Bacteria; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
G 


ordoniaceae; Gordonia. 
Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Mycobacterium avium 

6 Mycobacterium avium 

acterineae; 


Nocardia 
6 Nocardia 
ebacterineae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 

cardineae; 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Arsenicicoccus 

0 Arsenicicoccus 
ineae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 


595280 Bacteria_16S 
DSM 44223 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


rhodesiae strain 


rhodesiae Bacteri 
Mycobacteriaceae; 
595280 Bacteria_16S 
strain SPR2 16S r 


tokaiense strain 


tokaiense Bacteri 
Mycobacteriaceae; 
595280 Bacteria_16S 
palatopharyngis strain 1Bdz 
palatopharyngis Bacteria; 
Pseudonocardiaceae; 
595280 Bacteria_ 
strain MUP 1182 16S ribosomal RNA, 
Actinobacteria; Actinoba 
595280 Bacteria_ 


1726228 1726193 5 


Mycobacterium. 
1758372 1758337 5 


1809749 18097145 


2090225 20901905 


Mycobacterium. 
2138842 2138807 11 
16S 


Amycolatopsis. 


16S 2147841 2147806 5 


16S 2161381 21613465 


40 


40 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 
strain Kb2 16S ri 


40 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 
heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 
595280 Bacteria_16S 


40 


rain 2554/91 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


Mycobacterium. 
2131272 21312375 40 gi| 219857647 
ATCC 27282 16S ribosomal RNA, partial sequence 


a; Actinobacteria; Actinobacteridae; Act 


46 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


40 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterineae; 


40 


strain F829 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinoba 
595280 Bacteria_ 
maanshanensis str 
maanshanensis Bac 


Nocardiaceae; 


NRRL B-24104 16S 


strain IL371 16S 


Tenericutes; Moll 
595280 Bacteria_ 
strain AS4.1521 1 


strain ILE-3 16S 
Synergistetes; 


strain MS1-3 16S 


Bacteria; 


Firmicutes; 


16S 2194840 2194805 5 


16S 2232679 22326445 


16S 2305772 23057375 


Tsukamurella. 
16S 2342006 23419715 


16S 2382975 23829405 


16S 2389087 2389056 6 


16S 2437752 24377175 


16S 2496540 2496505 5 


16S 2559916 2559889 6 


Synergistales; 


16S 2626045 2626018 11 


Tessaracoccus. 


16S 2639750 2639715 5 


16S 2677431 2677396 5 


16S 2689424 2689389 5 


2739057 2739030 6 


Clostridia; 


40 


ain M712 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
595280 Bacteria_ 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
595280 Bacteria_ 
strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 
595280 Bacteria_ 


40 


40 


in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 


40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
595280 Bacteria_ 
strain IMMIB D-15 


40 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
595280 Bacteria_ 


37 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


40 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
595280 Bacteria_ 
strain DNP505 16S 


40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
595280 Bacteria_ 


33 


ribosomal RNA, partial sequence 
Synergistia; 
595280 Bacteria_ 
bendigoensis stra 
bendigoensis Bact 
Propionibacteriaceae; 
595280 Bacteria_ 
strain CIP 103464 


Synergistaceae; 


38 


in Benl06 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


40 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
595280 Bacteria_ 


40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
595280 Bacteria_ 
caldilitoris stra 
caldilitoris Bact 
595280 Bacteria_16S 
narugense strain Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


40 


in IBSK3 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Aquificaceae; 


33 


gi| 219878390 


gi| 219878366 
1758120 17596 


Corynebacterineae; 


gi|219878329 
1809512 18109 


Corynebacterineae; 


gi|219878129 


219857642 
sequence 


gi 


gi| 219857636 


gi|219857627 
2161153 21625 


cteridae; Actinomycetales; Corynebacterineae; 


gi|219857602 


219857577 
22324 


gi 


gi| 219857525 
complete sequ 
Actinomy 


gi| 219857500 
2341772 23432 


219857471 
23827 


gi 


gi| 219857467 
2388858 23902 


gi|219857429 


gi| 219857385 
2496307 24977 


gi| 219857337 
2559665 25611 
Aminob 


gi| 219857247 


219857231 
26395 


gi 
gi] 219857204 
2677198 26786 


gi|219857196 


inomycetales; 


sequence 
Actinomycetales; 


inomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; Propion 


Hydrogenivirga. 


ref|NR_025529.1 


ref|NR_025505.1 


ref |NR_025468.1 


ref |NR_025268.1 


ref |NR_025236.1 


131039 213248 


ND 


ref |NR_025231.1 
2138615 214004 


ref|NR_025225.1 
14 Mycobacterium 


ref |NR_025216.1 


ref |NR_025190.1 


194621 219603 


is} 


ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025113.1 
ence 230551 
cetales; Coryneb 
ref|NR_025088.1 
eae; Pseudonocar 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025055.1 


ref|NR_025017.1 


Nocardiacea 
NR_024973.1 


eae; 
ref 


Nocardiacea 
NR_024925.1 


eae; 
ref 


acterium. 
ref|NR_024877.1 
2625807 262727 


ref |NR_024859.1 
Mycobacteri 


ref|NR_024832.1 


ref|NR_024824.1 
2689164 269065 


gi|219857161 


Mycobacterium 


1725987 1727471 Mycobacterium 
Corynebacterineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Gordoniaceae; 


Gordonia. 
Mycobacterium 


2089993 2091437 Mycobacterium 
Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Amycolatopsis 
1 Amycolatopsis 


Pseudonocardineae; 


Mycobacterium parmense 
parmense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Rhodococcus 
1 Rhodococcus 


Corynebacterineae; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Tsukamurella 

7 2307028 Tsukamurella 
acterineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Mycobacterium alvei 


12 2640976 Mycobacterium alvei Bacteria; 


aceae; Mycobacterium. 
Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Hydrogenivirga 
5 Hydrogenivirga 


ref |NR_024789.1 


Thermodesulfobium 


2738810 2740172 Thermodesulfobium narugense 
Thermodesulfobiaceae; Thermodesulfobium. 


595280 Bacteria_16S 2746376 27463415 40 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

595280 Bacteria_16S 2752228: 2752201 11 38 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

595280 Bacteria_16S 2753724 2753697 11 38 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

595280 Bacteria_16S 2759783 2759748 11 46 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

595280 Bacteria_16S 2770303 2770268 5 40 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
595280 Bacteria_16S 2818562 2818535 11 38 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

595280 Bacteria_16S 2820055 2820028 11 38 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

595280 Bacteria_16S 2821549 2821522 11 38 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 


Planomonospora parontospora subsp. 


Actinomycetales; 


595280 Bacteria_16S 


strain MK703-102F 
Actinobacteria; A 


Streptosporangineae; Streptosporangiac 
2833705 28336705 40 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 


595280 Bacteria_16S 


strain SJS0289-JS 
Actinobacteria; A 


595280 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


595280 Bacteria_16S 


IFO 16102 16S rib 
Actinobacteria; A 


595280 Bacteria_16S 


strain IFO 16068 
Actinobacteria; A 


595280 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


595280 Bacteria_16S 


strain IFO 15059 
Actinobacteria; A 


595280 Bacteria_16S 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


595280 Bacteria_16S 
mal 


SPS-17 16S riboso 


Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

595280 Bacteria_16S 3022775 30227405 40 gi|219846908|ref|NR_026500.1 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 302398 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; C 
Gordoniaceae; Gordonia. 

595280 Bacteria_16S 3039503 3039468 5 40 gi| 219846896 |ref|NR_026488.1 


strain HKI 0136 1 
Actinobacteria; A 


595280 Bacteria_16S 


strain DSM 44267 
Actinobacteria; A 


595280 Bacteria_16S 


2905918 2905883 5 40 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2937771 2937736 5 40 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 

2939289 2939254 5 

osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
2954411 29543765 40 gi 


40 gi 


ctinobacteridae; Actinomycetales; Cory 
2986389 2986354 5 40 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2987911 2987876 5 40 gi 
ctinobacteridae; Actinomycetales; Cory 
3010635 3010600 5 40 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 

3018196 30181615 

RNA, partial sequence 


40 gi 


6S ribosomal RNA, partial sequence 3039256 30407 


ctinobacteridae; Actinomycetales; Cory 
3152468 3152441 11 38 gi 


ctinobacteridae; Actinomycetales; Micr 
3337585 33375505 40 gi 


ne 


ne 


1 
; 


do 
ne 


ar 
da 


ne 


eq 
e; 


ne 


oc 


219856852 


219856831 


219856830 
2939058 29405 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


219846932 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 


219846916 


219846911 
3017969 3019430 Thermus o 


219846820 
16S ribosomal RNA, partial sequence 3152235 31537 


e; Planomonospora. 

ref |NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref |NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref |NR_024650.1 
2937540 293900 


cetales; Pseudon 


28334 
bacterin 


29056 
bacterin 


sequence 
Actinomy 


ref|NR_024649.1 


nocardin Actinosynne 


NR_024639.1 


eae; 
ref 


Gordoniacea 
NR_026524.1 
e 298615 
etales; Cory 


bacterineae; 
ref 
uenc 


omyc 


tial seq 
e; Actin 


ref |NR_026523.1 


bacterineae; Gordoniacea 
ref|NR_026508.1 
uence 3010413 301189 
Actinomycetales; Franki 
ref|NR_026503.1 
shimai Bacte 


Gordoniacea 
NR_026412.1 


bacterineae; 


ref 
occineae; 


; Intrasporangia 


219846693 


antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
ea 
219856901 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Modestobacter 
4 Modestobacter 
neae; 


Thermus oshimai strain 
ria; Deinococcus- 


Gordonia 
4 Gordonia 


orynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 


ref |NR_026285.1 


Mycobacterium 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 


parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


595280 Bacteria_16S 


strain DSM 44015 


Mycobacterium. 
3380385 3380350 5 
16S ribosomal RNA, 


40 gi 
complete sequence 


219846662 


ref 
33801 


NR_026254. 


49 3381618 Gordo 


n 


Gordonia hydrophobica 
ia hydrophobica 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
595280 Bacteria_16S 3431411 34313765 40 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

595280 Bacteria_16S 3432860 34328255 40 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

595280 Bacteria_16S 3472156 34721215 40 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

595280 Bacteria_16S 3475214 3475179 5 40 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 


strain DSM 4954 1 


strain DSM 1785 1 
Firmicutes; Clost 


595280 Bacteria_16S 


strain DSM 20145 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


595280 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


595280 Bacteria_16S 


strain 3015 16S r 


strain ATCC 35799 


ne 


3500896 3500861 6 41 


gi 


ridia; Clostridiales; Clostridiaceae; Cl 


3505387 3505360 11 38 gi 


oc 
3616829 3616794 5 40 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3622446 36224115 40 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3623959 3623924 5 40 gi 
ibosomal RNA, partial sequence 


pa 


, 


ob 


ne 
3625492 3625457 5 
16S ribosomal RNA, 


40 gi 
complete sequence 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
595280 Bacteria_16S 219846575 


6S ribosomal RNA, partial sequence 3500724 35020 


219846572 
16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


595280 Bacteria_16S 219846494 


219846490 
Actinobac 


219846489 
3623734 36252 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


595280 Bacteria_16S 219846488 


bacterineae; 


ref 
ostridium. 
ref 
> Mi 
ref 


occineae 


36165 


es; Coryneba 
ref 
quen 
teri 
acterium avi 
ref 


rtial se 


bacterineae; 
ref 


36252 


Nocard 
NR_026167. 


NR_026164. 


NR_026086. 


66 3618027 Mycob 


cterineae; 


NR_026082. 
ce 

dae; 
um complex 
NR_026081. 


17 Mycobacterium 
Mycobacter 


NR_026080. 


68 3626729 Mycob 


36222 
Actino: 


Cc 


a 


2 


( 


i 


a 


a 


M 


47 Rhodococcus globerulus Bacteria; 
iace 


e; Rhodococcus. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 
crobacteria 


eae; Microbacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

595280 Bacteria_16S 4038689 4038654 5 40 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

595280 Bacteria_16S 4074830 4074795 5 40 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

595280 Bacteria_16S 4204325 4204290 11 46 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 100114 100080 6 40 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

595280 Bacteria_16S 150340 150306 6 40 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

595280 Bacteria_16S 159620 159594 10 36 gi|265678956|ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

595280 Bacteria_16S 161112 161078 6 40 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

595280 Bacteria_16S 180830 180796 6 40 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

595280 Bacteria_16S 187057 187023 6 40 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

595280 Bacteria_16S 197640 197606 6 40 gi|265678931|ref|NR_029239.1| Clostridium 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 


chartatabidum Bac 


teria; Firmicutes; Clostridia; Clostridi 


ales; Clostr 


idiaceae; 


197405 198934 Clostridium 
Clostridium. 


595280 Bacteria_ 


595280 Bacteria_ 
californicum stra 
californicum Bact 


16S 219447 219413 6 40 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

16S 299756 299734 5 27 gi|265678860|ref|NR_029166.1| Mycoplasma 

in ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 

eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

16S 302779 302757 5 27 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 


595280 Bacteria_ 
strain B-3 16S ri 
Firmicutes; Erysi 
595280 Bacteria_ 
castelarensis str 
castelarensis Bac 
Streptomycetaceae 
595280 Bacteria_ 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 
595280 Bacteria_ 
ferralitis strain 
ferralitis Bacter 
Streptomycetaceae 
595280 Bacteria_ 
formicigenes stra 
formicigenes Bact 
595280 Bacteria_ 


strain R 16089 1 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


6S ribosomal RNA, complete sequence 


302503 30397 
elotrichac 


452220 45376 


7 Clostridium innocuum Bacteria; 
eae. 


16S 367866 367836 16 46 gi|265678809|ref|NR_029114.1| Streptomyces 
ain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

16S 403023 402993 16 46 gi| 265678786 |ref|NR_029091.1| Streptomyces 
YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

16S 409179 409149 16 46 gi| 265678782 |ref|NR_029087.1| Streptomyces 
SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

16S 417045 417011 6 40 gi|265678776|ref|NR_029081.1| Tepidibacter 

in DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
eria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

16S 452490 452456 6 40 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Firmicutes; Bacillales; Macrococcus. 

595280 Bacteria_16S 454088 454054 6 40 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

595280 Bacteria_16S 525871 525837 6 40 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

595280 Bacteria_16S 531927 531893 6 40 gi|265678697|ref|NR_029002.1| Bacillus drentensis 


strain IDA1967 1 
Firmicutes; 


Bacillales; 


6S ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 


531745 53318 


2 Bacillus drentensis Bacteria; 


595280 Bacteria_16S 539614 539592 5 27 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

595280 Bacteria_16S 553350 553320 16 46 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 567118 567084 6 40 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

595280 Bacteria_16S 589600 589566 6 40 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

595280 Bacteria_16S 594197 594175 5 27 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

595280 Bacteria_16S 598486 598456 16 46 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
595280 Bacteria_16S 600016 599986 16 46 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 606182 606148 6 40 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

595280 Bacteria_16S 610795 610765 10 40 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

595280 Bacteria_16S 656339 656309 16 46 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 730558 730524 6 40 gi| 265678561 |ref Solibacillus 


silvestris strain HR3-23 16S ribosomal RNA, partial sequence 


silvestris Bacte 


ria; Firmicutes; Bacillales; 


Planococcaceae; 


NR_028865.1 
730321 731827 Solibacillus 


Solibacillus. 


595280 Bacteria_16S 
train YIM 90007 16S ribosomal RNA, par 
Saccharomonospora paurometabolica Bacteria; Actinobacteria 


paurometabolica s 


Pseudonocardineae 


595280 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


laceae; 


739769 739739 16 


Geobacillus. 


46 gi 


265678554 


tial seque 


ref 
nce 


, 


NR_028858.1 


; Pseudonocardiaceae; Saccharomonospora. 
839712 839678 6 40 gi| 265678486 |ref|NR_028789.1 
somal RNA, partial sequence 839468 840930 Geobacillus uzenensis 


739522 
Actinobacteridae; Actinomycetales; 


Saccharomonospora 
740995 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


595280 Bacteria_16S 957520 957486 6 40 gi| 265678406 |ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

595280 Bacteria_16S 1032444 1032410 6 40 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

595280 Bacteria_16S 1055308 1055274 6 40 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

595280 Bacteria_16S 1086798 1086764 6 40 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

595280 Bacteria_16S 1180710 1180688 5 27 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 


Bacteria; Lentisp 


595280 Bacteria_ 


strain CBS 107.95 
Bacteria; Actinob 


595280 Bacteria_ 


16S ribosomal RNA, partial sequence 
Clost 


Clostridia; 
595280 Bacteria_ 


strain 2DT 16S ri 
Bacil 
595280 Bacteria_1 
subtilis s 
subtilis B 
595280 Bacteria_1 
cellulovorans str 


Firmicutes; 


subsp. 
subsp. 


cellulovorans 743 


595280 Bacteria_1 
gonidiaformans st 
gonidiaformans AT 
595280 Bacteria_1 
strain TMO 16S ri 
Ther: 
595280 Bacteria_16S 


Thermotogae; 


glauca strain K62 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Saccharomonospora. 

595280 Bacteria_16S 1474137 1474107 16 46 gi| 219878476 |ref 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 1508945 1508915 10 40 gi|219846290|ref 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial seq 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lac 
595280 Bacteria_16S 1513397 1513363 6 40 gi|219878119|ref 


strain 34hsl1 16S 


haerae; Victivallales; Victivallaceae; 
16S 1262081 12620475 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
16S 1265137 1265103 6 40 gi 


ridiales; Clostridiaceae; Clostridium. 
16S 1296640 1296606 6 40 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
6S 1314913 1314879 6 40 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
6S 1356235 1356201 6 40 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
6S 1357713 13576915 27 gi 
rain ATCC 25563 16S ribosomal RNA, par 
Cc 25563 Bacteria; Fusobacteria; Fusob 
6S 1393794 1393764 10 40 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1416325 1416295 16 46 gi 
16S ribosomal RNA, partial sequence 


1 


ribosomal RNA, partial sequence 


Victivall 
219846681 


ales; 
219846539 
1264886 1266379 Clostridium grantii Bacteria 


219857534 
1296399 12978 


228716557 


laceae; 
228720131 
quence 

ostridiale 
228720055 
tial seque 
acteriales 
228715897 
1393543 13950 


224581447 


1513128 15146 


is. 
ref 
12618 
Cory 
ref 


ref 


ref 
sequence 
Bacill 


ref 


S; 
ref 
nce 


a 
ref 


ref 
14160 


51 1263306 Dietz 
neba 


1314657 13161 


1356004 13574 
Cc 


Fu 


93 1417582 Sacch 


1473916 14754 


NR_026273.1 


cterineae; 
NR_026131.1 


NR_025122.1 


NR_027552.1 
7 
us. 
NR_027589.1 
8 
lostridiace 
NR_027588.1 

135754 
sobacteriac 
NR_027542.1 


NR_027229.1 
a 
cardineae; P 
NR_025615.1 
1 
les; Strepto: 
NR_025880.1 
uence 150868 
tobacillacea 
NR_025258.1 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

595280 Bacteria_16S 1554368 1554334 6 40 gi| 219857209 |ref|NR_024837.1 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxyb 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

595280 Bacteria_16S 1561787 1561753 6 40 gi| 219846143 |ref|NR_025733.1 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 156291 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
595280 Bacteria_16S 1585977 1585943 6 40 gi| 219878487 |ref|NR_025626.1 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi 
Bacillales; Bacillaceae; Bacillus. 

595280 Bacteria_16S 1590612 1590582 16 46 gi|219878484|ref|NR_025623.1 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 159188 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 1628638 16286165 27 gi| 219878457 |ref|NR_025596.1 


strain T4 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


osomal RNA, partial sequence 


i 
D 


a 


e 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Clostridium grantii Al 
Firmicutes; 


v 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


Clostridium 

9 Clostridium 

e; Clostridium. 
Fusobacterium 

0 1358872 Fusobacterium 
ae; Fusobacterium. 
Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Lactobacillus 

4 1510205 Lactobacillus 
e; Lactobacillus. 
Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Bacillus humi strain 
Bacteria; Firmicutes; 


Streptomyces 
8 Streptomyces 
mycineae; 


Methylocella tundrae 


1628419 1629834 Methylocella tundrae Bacteria; 
Beijerinckiaceae; Methylocella. 


TAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGGTAGTGCGCTAACC 
CGCAAGGGAGGCAGCTAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGNGGCTGGATCACCTCCTTANNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAT 
GAAGGGAGCTTGCTCCCTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTCTCGAAAGGGACGCTAATACCGCATAC 
GTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGT 
AACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCC 
AGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGCTAATTAATACTTCGCTGTTTTGACGTTACCGACAGAAT 
AAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGAA 
TGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTAGGGCAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATAT 
AGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGGCTCATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGTCAACTAGCCGTTGGAAGCCTTGAGCTTTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATT 
GGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTA 
CCAGCACGTTAAGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACG 
TGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTC 
GGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTA 
GTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGNGGCTGGATCACCTCCTTANNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGGGT 
AGCAATACCTTAGTGGCGGACGGGTGAGGAATACATAGGAATTTGCCCTTAAGTGGGGGATAGCCCGGGGAAACCCGGATTAATACCGCATGAACTCGYGAGAGC 
AAAGTCGGGGACCTTCGGGCCTGGCGCTTTTGGAGAAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTGCGATCCGTAACTGGTCTGAG 
AGGATGATCAGTCACACCGGAACTGAGACACGGTCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCG 
TGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTAGGCTGGAAAGAAAAAGCTTTGGCTAATATCCAAAGCCTTGACGGTACCAGCAGAATAAGCACCGGCTAA 
CTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTATTTAAGTCGGATGTGAAAGCCCTG 
GGCTTAACCTGGGAACTGCATTCGATACTGGGTAGCTGGAGATCGGTAGAGGGCGGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACC 
GATGGCGAAGGCAACCGCCTGGGCCTGATCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGAA 
CTTGACGTCCGCTTGCTCTGCGAGTGGGTGTCGAAGCTAACGCGCTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGT TGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTCGAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGA 
ACTCGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTTAGTTGCCATCATTCAGTT 
GGGCACTCTAAGGGGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGACCAGGGCTACACACGTACTACAATGGTCGG 
TACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAAT 
CGCGGATCAGCACTTGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGTTTGCACCAGAAGTAGGTAGTCTAACCGCAAG 
GGGGGCGCTTACCACGGTGTGGTCAATGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAA 
AGTGGAAGCTTGCTTCTAGCGATCTTAGTGGCGAACGGGTGAGTAACGCGTAACCAACCTGCCCTTCAGAGGGGGATAACAACGGGAAACCGTTGCTAATACCGC 
GTACGAATGAACTTCGGCATCGGAGCTCATTGAAAGGTGGCCTCTATTTATAAGCTATCGCTGAAGGAGGGGGTTGCGTCTGATTAGCTAGTTGGAGGGGTAACG 
GCCCACCAAGGCAATGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAAGCAGCAGTGGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTAATCGGGACGAATGGTCTTTGTGTGAATAATGCAA 
AGATTTGACGGTACCGGAATAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCG 
CGCAGGCGGTTTCATAAGTCTGTCTTAAAAGTGCGGGGCTTAACCCCGTGAGGGGATGGAAACTATGGAACTGGAGTATCGGAGAGGAAAGCGGAATTCCTAGTG 
TAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTA 
GATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACG 
GTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATTG 
ATGGACGAAACAAGAGATTGTTTTTCTCCTTCGGGAGCCAGAAAACAGGTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCCTATCTTATGTTGCCAGCACTTCGGGTGGGAACTCATGAGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCC 
CTTATGACCTGGGCTACACACGTACTACAATGGGCTTTAATAGAGGGAAGCGAAACCGCGAGGTGGAGCAAACCCCAGAAACAAGCTCTCAGTTCGGATCGTAGG 
CTGCAACTCGCCTACGTGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAA 
GTCGGAAGTACCCAAAGCCGGTGGGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATGAGTTTGATCCTGGCTCAGGACG 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCCT 
CTTCGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATATTCAGTCTCTGCCGCATGGTGGGGGTTGGAAAGATTTATTGGTGGGGGATGGGCTCGCGGCCTAT 
CAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAAGGAAGAAGC 
TTTCGGGTGACGGTACTTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAG 
CTCGTAGGCGGTCTGTCGCGTCTGGTGTGAAAACCCGAGGCTCAACCTCGGGCTGGCATCGGGTACGGGCAGGCTGGAGTGCGGTAGGGGAGACTGGAATTCCTG 
GTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCGGGTTCCACTCGTTCTGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGA 
CATGCACCGGACAGCTGCAGAGATGTGGTTTCCGCAAGGTCGGTGTACAAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGGTTAAGTCCCGC 
AAACGAGCGCAACCCTTATCCCTATTGTTTTGCCCCAAGCCGGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATATCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCA 
GTTCGGATCGGGGTCTGCAACTCGGCCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCAAGTCACGAAAGTTGGTAACACCCGAAGCTCACGGCTCAACCCTTCGGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGT 
AGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTTCATATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCT 
GGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGGCTTAGGGGCTTGCTCCTAAGTTAGTGGCGAACGGGTGAGTAATGCATCGGAACGT 
ACCGTGTAGTGGGGGATAACCCGGCGAAAGTCGGATTAATACCGCATACGATCTAAGGATGAAAGCAGGGGATCGCAAGACCTTGCGCTATACGAGCGGCCGATG 
TCGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCAACGATCCGTAACGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCCGGGA 
GCAAATCCTGTTCACTAATACTGAGCGGGGCTGAGAGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTA 
ATCGGAATTACTGGGCGTAAAGGGTGCGCAGGTGGTTACGTAAGTCTGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTGGAGACTGCCTGGCTAGAGTG 
TGGCAGAGGGGGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGAGATGCGGAGGAACACCAATGGCGAAGGCAGCCCCCTGGGTTAACACTGACACTCATGCA 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTTGGGGTAGCAATACCTTAGTAACGCAGCTAACGCG 
TGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGA 
AAAACCTTACCTACCCTTGACATGTCAGGAATCCAGCAGAGACGTTGGAGTGCTCGAAAGAGAACCTGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACCATTTAGTTGAGCACTTTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCAGAA 


595280 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


595280 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


595280 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


595280 Bacteria_16S 


aridum subsp. lar 


Kibdelosporangium aridum subsp. 


Actinomycetales; 


595280 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


595280 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


595280 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


595280 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


595280 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


595280 Bacteria_16S 
aridum strain DSM 


Bacteria; Actinob 


Kibdelosporangium. 
595280 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


595280 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


595280 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


595280 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


595280 Bacteria_16S 


halophila strain 
halophila Bacteri 
Pseudonocardiacea 


595280 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


595280 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


595280 Bacteria_16S 
16S ribosomal RNA, partial sequence 1940300 19418 


strain LMG 18435 
Firmicutes; Bacil 


595280 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


595280 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


595280 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


595280 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


595280 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


1636258 1636224 6 
omal RNA, partial sequence 
laceae; Bacillus. 

1637749 1637715 6 
omal RNA, partial sequence 


40 gi 


40 gi 


gum strain SKF-AAD-609 16S ribosomal R 
largum Bacteria 
Pseudonocardiaceae; 
1684992 1684958 6 40 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1689542 1689508 6 40 
in M8 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; 
1701973 1701939 6 40 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1733871 1733849 5 27 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1752149 1752115 6 40 gi 


v 
Pseudonocardineae; 


gi 
seque 
Plano 


ne 
co 


nc 
11 


ue 
ia 


lales; Bacillaceae; Bacillus. 
1815878 1815848 16 46 gi 
43828 16S ribosomal RNA, partial sequ 


acteria; Actinobacteridae; Actinomycet 


en 
al 


1823572 1823538 6 
16S ribosomal RNA, complete sequence 

tes; Bacillales; Bacillaceae; Halobaci 
1840338 1840304 6 40 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1843438 1843408 10 40 gi 
S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; Isobacu 
1870701 1870667 6 40 gi 
ibosomal RNA, partial sequence 


40 gi 
LT 


al 
ct 


lu 


a; Actinobacteria; Actinobacteridae; Act 
e; Saccharomonospora. 
1890760 1890726 6 


40 gi 


Bacillus. 
40 


lales; Bacillaceae; 


1945256 1945222 6 gi 
lales; Bacillaceae; Bacillus. 
1968015 1967993 5 27 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
2031905 2031871 6 40 gi 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
2119196 2119162 6 40 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 


gi 
ed 


en 
Al 


219878452 
1636012 1637452 Bacil 


219878451 
1637503 1638932 Bacil 


laceae; Bacillus. 
1651434 1651400 6 40 gi|219878441 
s strain LMG 17892 16S ribosomal RNA, partial se 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; 
1663739 1663709 16 46 gi| 219878432 


NA, partia 
K 
219878418 
1684753 16861 


219878414 
219878406 
219878385 
219878372 
16S ribosomal RNA, partial sequence 1751903 17534 
219878325 
219878320 
219878308 
219878306 


1843183 18446 


219878287 
1870444 18719 


lales; Bacillaceae; Geobacillus. 
1886160 1886130 16 46 gi| 219878274 
DSM 44411 16S ribosomal RNA, partial sequence 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


lales; Bacillaceae; Bacillus. 

1892281 1892247 6 40 gi| 219878269 
train DSM 11706 16S ribosomal RNA, partial seque 
acteria; Firmicutes; Bacillales; Bacillaceae; Ba 

1940546 1940512 6 40 gi| 219878234 


219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


219878216 
1967755 19691 


219878174 


219857655 
2118933 21204 


ibdelosp 


e 16892 
ccus. 


e 17017 


us. 


nce 


les; Lac 


ce 18156 
es; Pseu 


18233 
us. 
sequenc 


obacilla 


m 


inomycet 


is; Ther 


ce 20316 
icycloba 


2123691 2123657 6 40 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


219857652 
2123444 2124950 Bacillus aquimaris Bacteria; 


Bacillus soli strain 
a; Firmicutes; 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref|NR_025590.1| Bacillus vireti strain 

lus vireti Bacteria; Firmicutes; 

ref|NR_025580.1| Bacillus 

quence 1651192 1652677 Bacillus 

Bacillus. 

ref|NR_025571.1| Kibdelosporangium 

1 sequence 1663507 1664980 
Actinobacteria; Actinobacteridae; 

orangium. 

ref|NR_025557.1| Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


ref |NR_025553.1] Planococcus 
86 1690816 Planococcus rifietoensis 
ref|NR_025545.1| Halobacillus 


02 1703230 Halobacillus karajensis 
ref|NR_025524.1 


se Pseudobutyrivibrio 
1733638 173507 


9 Pseudobutyrivibrio 
hnospiraceae; Pseudobutyrivibrio. 
ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


ref|NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


ref|NR_025459.1 
01 1824836 Haloba 


Halobacillus trueperi 
cillus trueperi 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacillus. 
ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


Lactobacillus 
3 Lactobacillus 


ref|NR_025426.1| Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


v 


ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


ref|NR_025408.1]| Bacillus 

nce 1892040 1893527 Bacillus 
cillus. 

ref|NR_025373.1| Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


ref|NR_025355.1| Thermicanus aegyptius 
80 Thermicanus aegyptius Bacteria; 
micanus. 

ref |NR_025313.1| Alicyclobacillus 

81 2033165 Alicyclobacillus hesperidum 
cillus. 

ref|NR_025244.1| Halobacillus salinus 


54 Halobacillus salinus Bacteria; 


ref|NR_025241.1| Bacillus aquimaris 


595280 Bacteria_16S 2155327 2155293 6 40 gi|219857631|ref|NR_025220.1 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 215660 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobact 
Rubrobacteraceae; Rubrobacter. 

595280 Bacteria_16S 2169074 2169044 10 40 gi|219857622|ref|NR_025211.1 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 217030 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobact 
595280 Bacteria_16S 2185748 2185718 10 40 gi|219857608|ref|NR_025197.1 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnob 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

595280 Bacteria_16S 2191852 2191818 6 40 gi|219857604|ref|NR_025192.1 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

595280 Bacteria_16S 2196361 2196331 10 40 gi|219857601|ref|NR_025189.1 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 219764 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
595280 Bacteria_16S 2266395 2266361 6 40 gi| 219857555 |ref|NR_025143.1 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 22676 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

595280 Bacteria_16S 2284775 2284741 6 40 gi| 219857542 |ref|NR_025130.1 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

595280 Bacteria_16S 2311848 2311814 6 40 gi|219857521|ref|NR_025109.1 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobac 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

595280 Bacteria_16S 2367870 2367848 5 27 gi|219857481|ref|NR_025069.1 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 2367647 236907 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
595280 Bacteria_16S 2370863 2370841 5 27 gi|219857479|ref|NR_025067.1 


strain MH5408 16S 
Tenericutes; Moll 


595280 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


595280 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


595280 Bacteria_16S 


columbinasale str 
columbinasale Bac 


595280 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


595280 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


595280 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


595280 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


595280 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


595280 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


595280 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


595280 Bacteria_16S 


strain C-29 16S r 
Proteobacteria; A 


595280 Bacteria_16S 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 


595280 Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2372372 23723505 27 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376901 2376879 5 27 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2381443 2381409 6 40 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2404224 2404194 10 40 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2453032 2452998 6 40 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2463483 2463449 6 40 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2507268 2507234 6 40 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2517826 2517796 16 46 gi 
in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

2549144 25491225 27 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2553656 2553626 16 46 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 


gi 
il 


1 
tai 


s 
ia 


ce 
id 


eq 


v 


v 


gi 
ne 


en 
al 


lus 


les 


Act 


ce 
es; 


2564466 2564432 6 40 gi 


2370638 23720 


219857478 
2372144 23736 


219857475 
2376676 23781 


2378410 2378388 5 27 gi|219857474 
ain 694 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae 

2379916 2379894 5 27 gi| 219857473 


2379691 23811 


219857472 
2381197 23827 


219857457 
2403965 24054 


219857417 
sequence 
nomyceta 
219857407 
equence 


Clo 


’ 


219857372 


25070 


iaceae; 
219857365 
uence 


inomy 


219857344 
2548929 25503 
llaceae; 
219857341 


25534 
Stre 


219857291 


ref|NR_025066.1 


ref|NR_025063.1 


ref|NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1 


ref|NR_025060.1 


ref|NR_025045.1 
86 Lactobacillus 


ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref |NR_024995.1 
2463226 246471 
stridiaceae; Clo 
ref |NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref |NR_024953.1 

2517611 251909 
cetales; Strepto 
ref |NR_024932.1 
Bartonella. 
ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


Rubrobacter 
6 Rubrobacter 
erineae; 


Carnobacterium 
5 Carnobacterium 
erium. 

Carnobacterium 
acterium viridans 


Amphibacillus tropicus 
tropicus Bacteria; 


Lactobacillus 
0 Lactobacillus 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Geobacillus 
illus subterraneus 


Mycoplasma 
5 Mycoplasma 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Lactobacillus kimchii 
kimchii Bacteria; 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Clostridium 
2 Clostridium 
stridium. 

Thermohalobacter 
halobacter berrensis 

Streptomyces 
9 Streptomyces 
mycineae; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


ref|NR_024922.1 


Eubacterium 


acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


595280 Bacteria_16S 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 
frigidicarnis Bacteria; 
595280 Bacteria_16S 


taberi strain DSM 


2569023 2568989 6 


Firmicutes; 
2666795 2666765 16 


2672886 2672856 10 


40 


Clostridia; 


46 


40 


manihotivorans strain OND 32 16S ribosomal RNA, 


manihotivorans Bacteria; 
595280 Bacteria_16S 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; 
595280 Bacteria_16S 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 
straminisolvens Bacteria; 
595280 Bacteria_16S 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; 
595280 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 
Bacillaceae; 
595280 Bacteria_16S 


Bacillales; 


Firmicutes; 
2680498 2680468 10 


Firmicutes; 
2682059 2682025 6 


Firmicutes; 
2696745 2696711 6 


Firmicutes; 
2698299 2698265 6 


Bacillus. 
2711838 2711804 6 


40 


Lactobacillales; 


40 


Clostridia; 


40 


Bacillales; 


40 


40 


strain 15-1 16S ribosomal RNA, partial sequence 


Firmicutes; 


Actinobacteridae; 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; 


Bacillales; 
595280 Bacteria_16S 

psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 
psychrotolerans Bacteria; 
595280 Bacteria_16S 
Al1-17B 16S ribosomal RNA, partial sequence 


Bacillaceae; 
2731633 2731603 10 


Firmicutes; 


2744972 2744946 10 


2767260 2767226 5 


2773364 2773334 16 


Bacillus. 


40 


36 


39 


46 


gi|219857288 


ref 
2568768 257024 


NR_024919. 


1 


Clostridium 
8 Clostridium 


Clostridiales; Clostridiaceae; Clostridium. 


gi|219857212 


gi|219857207 
complete sequence 


Lactobacillales; Lactobacillaceae; 
ref 
2680270 268176 
Alkali 


gi] 219857202 
sequence 


gi|219857201 


Clostridiales; 
gi| 219857190 


Bacillaceae; 
gi| 219857189 


gi|219857180 


ref 
43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharopolyspora. 
595280 Bacteria_16S ref|NR_ 
2672606 267416 


Lactobacillus. 


Carnobacteriaceae; 
ref 
2681812 268325 
Clostridiaceae; 
ref 
2696496 269800 
Anoxybacillus. 
ref 
2698052 2699555 Bacillus 


ref 


NR_024840. 


Pseudonocardineae; 


NR_024835. 


NR_024830. 


NR_024829. 


NR_024818. 


NR_024817. 


asahii Bacte 


NR_024808.1 


Saccharopolyspora 


Pseudonocardiaceae; 


Lactobacillus 
4 Lactobacillus 


Alkalibacterium 
1 Alkalibacterium 


bacterium. 


Clostridium 
8 Clostridium 
Clostridium. 
Anoxybacillus 
1 Anoxybacillus 


ria; Firmicutes; 


2711598 2712985 Bacillus vietnamensis Bacteria; 


gi| 219857166 


Lactobacillales; Carnobacteriaceae; 


gi| 219857157 


gi|219857139 


gi|219857135 


ref 


ref 
2744758 2746095 Rothia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
595280 Bacteria_16S 
strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Dietzia. 
595280 Bacteria_16S 


ref 


ref 


Rothia. 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces 


Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
595280 Bacteria_16S 
strain IFO15566 16S ribosomal RNA, partial sequence 
Bacillales; 
595280 Bacteria_16S 

strain IFO15718 16S ribosomal RNA, partial sequence 
Bacillales; 
595280 Bacteria_16S 

strain JCM9070 16S ribosomal RNA, partial sequence 
Bacillales; 
595280 Bacteria_16S 


Streptomycetaceae; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


strain IFO 15616 


Streptomycetaceae; 


Firmicutes; 


Bacillales; 
595280 Bacteria_16S 


2774902 2774872 16 


2830621 2830591 16 


2872316 2872282 6 


Bacillaceae; 
2875480 2875446 6 


Bacillaceae; 
2881745 2881711 6 


Bacillaceae; 
2902851 2902825 10 
2910552 2910518 6 


Firmicutes; 
2978732 2978702 16 


2998546 2998512 6 


Firmicutes; 
3000119 3000085 6 


Bacillaceae; 
3034940 3034906 6 


Bacillales; 


46 


46 


40 


Bacillus. 


40 


Bacillus. 


40 


Bacillus. 


36 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
595280 Bacteria_16S 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial 
lugdunensis Bacteria; 
595280 Bacteria_16S 

thermolineatus strain A1484 16S ribosomal RNA, partial sequence 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
595280 Bacteria_16S 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 
flavithermus Bacteria; 
595280 Bacteria_16S 

strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


Microbacteriac 

40 gi| 219856849 |ref|NR_024668.1 

sequence 2910285 291177 
Staphylococcus. 

46 gi| 219846937 |ref|NR_026529.1 


40 


Bacillales; 


40 


40 


strain DS1 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


Bacillaceae; 


gi| 219857133 


Streptomycineae; 
gi| 219856903 


gi| 219856876 


gi|219856874 


gi|219856870 


gi|219856854 


gi|219846924 


gi| 219846923 


gi| 219846899 


Streptomycineae; 
ref 


ref 
Actinomycetales; 


ref 


ref 


ref 


ref 


Actinomycetales; 


ref 


ref 


2830390 28318 


2978510 29799 


Anoxybacillus. 
NR_026515.1 


NR_024794.1 
2731401 273285 
Marinil 
NR_024785.1 
aeria Bacteria 
NR_024767.1 
sequence 2767023 276850 
Actinomycetales; Co 


NR_024763.1 


NR_024695.1 
2872057 2873582 Bacillus niacini Bacteria; 
NR_024693.1 


NR_024689.1 


NR_024673.1 


Strep 


NR_026516.1 


NR_026491.1 


7 


actibacillus. 
; Actinobacteria; 


Dietzia 
5 Dietzia 
rynebacterineae; 


ceae; Streptomyces. 


ceae; Streptomyces. 
Streptomyces 
7 Streptomyces 


Streptomycineae; 


Bacillus niacini 


eae; 
Staphylococcus 
6 Staphylococcus 


9 


1 


Streptomyces 
0 Streptomyces 
tomycineae; 


Anoxybacillus 
6 Anoxybacillus 


3034695 3036166 Clostridium disporicum Bacteria; 


Clostridium. 


Bacillus asahii strain 


Bacillus vietnamensis 


Marinilactibacillus 
8 Marinilactibacillus 


Rothia aeria strain 


Streptomyces peucetius 
peucetius Bacteria; 
Streptomyceta 
NR_024761.1 
57 Streptomyces 


Streptomyces platensis 
platensis Bacteria; 
Streptomyceta 
NR_024724.1 


Bacillus mojavensis 
2875223 2876748 Bacillus mojavensis Bacteria; 


Bacillus atrophaeus 
2881499 2883013 Bacillus atrophaeus Bacteria; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 
Pseudoclavibacter. 


Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


Clostridium disporicum 


595280 Bacteria_ 
sartagoforme stra 
sartagoforme Bacteria; 
595280 Bacteria_ 
strain K 16S ribo 


595280 Bacteria_ 
multipotens strai 


Bacteria; 


Bacteria; 


Desulfurella. 


Proteob 
595280 Bacteria_ 
propionica strain 
Proteob 
595280 Bacteria_ 
kamchatkensis str 
kamchatkensis Bac 


16S 3036463 3036429 6 40 gi|219846898|ref|NR_026490.1| Clostridium 
in DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 3071231 3071209 5 21 gi|219846874|ref|NR_026466.1| Methylocella palustris 
somal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
16S 3078704 3078670 5 39 gi|219846869|ref|NR_026461.1| Desulfurella 
n RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
acteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
16S 3080280 3080246 5 39 gi|219846868|ref|NR_026460.1| Desulfurella 
U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
acteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
16S 3081856 3081822 5 39 gi| 219846867 |ref|NR_026459.1| Desulfurella 
ain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
teria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
16S 3093787 3093761 10 36 gi|219846859|ref|NR_026451.1| Kocuria palustris 


595280 Bacteria_ 
strain TAGA27 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
595280 Bacteria_16S 
strain ATCC 25470 
Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 


strain DSM 10020 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; P 
595280 Bacteria_16S 3236048 3236018 16 46 gi| 219846763 |ref|NR_026355.1 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 323732 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

595280 Bacteria_16S 3240601 3240571 10 40 gi|219846760|ref|NR_026352.1 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 32418 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Bacteria; 


strain DSM 44140 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
595280 Bacteria_16S 3398446 3398420 10 36 gi|219846646|ref|NR_026238.1 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 339968 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

595280 Bacteria_16S 3450800 3450770 10 40 gi|219846609|ref|NR_026201.1 


strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 34520 
Thermotogales; 
595280 Bacteria_16S 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 35294 
Clostridia; 
595280 Bacteria_16S 

homopropionicum strain DSM 5847 16S ribosomal RNA, part 
homopropionicum Bacteria; Firmicutes; Clostridia; Clost 
595280 Bacteria_16S 
DSM 316 16S ribosomal RNA, partial sequence 
Clostridiales; 
595280 Bacteria_16S 
strain DSM 286 16S ribosomal RNA, partial sequence 
Clostridia; 
595280 Bacteria_16S 

strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 35370 
Bacillales; 
595280 Bacteria_16S 


Thermotogae; 


Firmicutes; 


Clostridia; 


Firmicutes; 


Firmicutes; 


Clost 
595280 Bacteria_16S 
strain WV6 16S ri 
Clost 
595280 Bacteria_16S 
DSM 10228 16S ribosomal RNA, partial sequence 
Clost 
595280 Bacteria_16S 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequen 
Firmicutes; 
595280 Bacteria_16S 

hydrogenotrophica 
hydrogenotrophica 
595280 Bacteria_16S 


ribosomal RNA, partial sequence 


3104323 3104293 16 46 gi 
16S ribosomal RNA, partial sequence 


3231436 32314145 27 


gi 


ridia; Clostridiales; Clostridiaceae; 
3248225 3248191 6 40 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 


3264670 3264636 6 


Clostridiaceae; 

40 gi 
ridia; Clostridiales; cl 
3296617 3296595 5 


Clostridiaceae; 
27 gi 


Clostridia; Clostridiales; Lachno 
3298142 32981205 27 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3320907 3320877 10 40 gi 


al 


Thermotogaceae; 
3528270 3528236 6 


Thermotoga. 

40 gi 
Clostridiales; cl 
3529768 3529734 6 


Clostridiaceae; 

40 gi 

ia 

ri 

3531296 3531262 6 40 gi 

Sarcina. 
40 


Clostridiaceae; 
3532743 3532709 6 gi 

Clostridiales; 
3535831 3535797 6 


Clostridiaceae; Sa 


40 gi 


Bacillaceae; Bacillus. 
3540529 3540495 6 40 


gi 


3093562 30950 
oc 
219846852 


Strept 
219846766 
16S ribosomal RNA, partial sequence 3231181 32326 


Th 
219846755 
3247999 32493 
cl 
219846744 
3264433 32658 


219846723 


sp 
219846722 


st 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


219846557 
219846556 
219846555 


3531057 3532455 Sarcina maxima B 


219846554 
3532506 35339 


219846552 


occineae; Micrococcaceae 
ref|NR_026444.1 
3104098 3105578 Strept 
omycineae; Streptomyceta 
ref|NR_026358.1 
56 Peptoniphilus 


hium. 
ref |NR_026347.1 


ermobrac 


ostridium. 
ref |NR_026336.1 
ostridium. 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_026314.1 
sequence 3297885 329934 
ridiales; Blautia. 

ref |NR_026297.1 


ce 32963 
iraceae; 


ref|NR_026149.1 
ostridium. 
ref |NR_026148.1 
1 sequence 3529546 353100 
diales; Clostridiaceae; 
ref|NR_026147.1 
acter 
ref|NR_026146.1 
rcina. 
ref|NR_026144.1 
88 Bacillus 


219846549 


28 Kocuria palustris Bacteria; 


; Kocuria. 

Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 

Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 

Streptomyces 
0 Streptomyces 
omycineae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 

2 Blautia 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 

6 Clostridium 
Clostridium. 

Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus halmapalus 


halmapalus Bacteria; 


ref |NR_026141.1 


Bacillus clarkii 


strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; Bacillus. 


595280 Bacteria_1 
DSM 6307 16S ribo 


Bacillales; Bacil 


6S 3545197 3545163 6 40 gi|219846546 
somal RNA, complete sequence 3544949 35464 
laceae; Bacillus. 


ref 
54 Bacillus cohnii Bacteria; 


NR_026138. 


1 


Bacillus cohnii strain 
Firmicutes; 


595280 Bacteria_16S 3551348 3551318 10 40 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

595280 Bacteria_16S 3583138 3583104 6 40 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

595280 Bacteria_16S 3587777 3587743 5 39 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

595280 Bacteria_16S 3610719 3610685 6 40 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

595280 Bacteria_16S 3691134 36911125 27 gi|219846443|ref|NR_026034.1| Mycoplasma adleri 


strain G145 16S r 


Tenericutes; Moll 


595280 Bacteria_16S 
fusiformis strain 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
595280 Bacteria_16S 
debontii strain F 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
595280 Bacteria_16S 


vanneervenii stra 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
595280 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


595280 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


595280 Bacteria_16S 


sporothermodurans 
sporothermodurans 


595280 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


595280 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; 


leopharyngis stra 
Bacteria; Teneric 


595280 Bacteria_16S 


strain LX 16S rib 
Tenericutes; Moll 


595280 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


595280 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


595280 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


595280 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


595280 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


595280 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


595280 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


595280 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


Thermotogales; 
595280 Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3704593 3704559 5 39 gi 
FC4 16S ribosomal RNA, partial sequen 


3706112 3706078 5 39 gi 
C3 16S ribosomal RNA, partial sequence 


3707630 3707596 5 39 gi 
in FC2 16S ribosomal RNA, partial sequ 


3710684 3710650 6 40 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3719654 3719620 6 40 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 
3722734 3722700 6 40 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3762844 3762822 5 27 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3777825 3777795 10 40 gi 
bosomal RNA, partial sequence 
Thermotogaceae; Thermotoga. 
3782369 3782347 5 27 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3785323 37853015 27 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3786808 3786786 5 27 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3811029 3810999 10 40 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3856523 3856501 5 27 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3959540 3959506 6 40 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 

3993357 3993323 6 40 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4132407 4132373 6 40 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4196876 4196842 6 40 
osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 
4211911 4211877 6 40 
bosomal RNA, complete sequence 
lales; Bacillaceae; Geobacillus. 


gi 


gi 


gi 


gi 


en 
ro. 


e1 


cl 


1 
il 


al 
ia 


en 
co 


e; 


ro 
219846431 


3690909 36923 


219846433 
ce 
ro 

219846432 


37043 
biales; 


37058 
biales; 


ce 37073 
biales; 


219846429 


37104 
ostridiu 


219846422 
3719395 37209 


ostridiu 


219846419 


sequence 
laceae; 


219846390 


sequenc 
les; Lac 


219846378 
3777587 37790 


219846375 


ce 37821 
plasma. 


219846373 
3785096 37865 


219846372 
3786577 37880 


219846355 


38107 
Carnoba 


219846324 
3856288 38577 


219846252 
3959295 39607 


219846229 
3993148 39945 


219846125 
4132144 41336 


219846077 
4196627 41980 


219846067 


e 


ref 


Verr 
ref 


Verr 
ref 


Verr 
ref 


Baci 
ref 


hnos 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


3722493 37239 
llus. 


3762598 37640 


ium. 


NR_026024.1 
51 3705819 Prost 
ucomicrobia 
NR_026023.1 
70 3707337 Prost 
ucomicrobia 
NR_026022.1 
88 3708856 Prost 
ucomicrobia 
NR_026020.1 
25 3711931 Clost 
m. 

ref |NR_026013.1 
01 Clostridium chauvoei Bacteria; 
m. 


ref|NR_026010.1 


NR_025981.1 


piraceae; B 
NR_025969.1 
67 Thermotoga subterranea Bacteria; 


NR_025966.1 
35 3783570 Mycop 


NR_025964.1 
26 Mycoplasma simbae Bacteria; 


NR_025963.1 
11 Mycoplasma felifaucium Bacteria; 


NR_025946.1 
56 3812276 Carno 
cter 
ref|NR_025914.1 


24 Mycoplasma meleagridis Bacteria; 


NR_025842.1 
77 Bacillus firmus Bacteria; 


NR_025819.1 
94 Geobacillus tepidamans Bacteria; 


NR_025715.1 
65 Halobacillus locisalis Bacteria; 


NR_025667.1 
08 Anoxybacillus 


NR_025657.1 
4211641 4213163 Geobacillus lituanicus Bacteria; 


h 
c 


h 
c 


h 
c 


xr 


8 


7 
u 


1 


b 


64 Mycoplasma adleri Bacteria; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 
Bacillus 

9 Bacillus 
Butyrivibrio 

4 Butyrivibrio 


tyrivibrio. 
Thermotoga subterranea 


Mycoplasma 
asma leopharyngis 


Mycoplasma simbae 
Mycoplasma felifaucium 
Carnobacterium 
acterium funditum 
Mycoplasma meleagridis 
Bacillus firmus strain 
Firmicutes; 
Geobacillus tepidamans 


Halobacillus locisalis 


Anoxybacillus gonensis 
gonensis Bacteria; 


Geobacillus lituanicus 


595280 Bacteria_1 
strain R18 16S ri 
Proteobacteria; Alphaproteobacteria; 
595280 Bacteria_1 
strain M6 16S rib 
Proteobacteria; Alphaproteobacteria; 
595280 Bacteria_16S 
strain V2 16S rib 
Proteobacteria; Alphaproteobacteria; 
595280 Bacteria_16S 


strain 653 16S ri 
Firmicutes; 


595280 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; 


595280 Bacteria_16S 
camporealensis st 
camporealensis Ba 
Corynebacteriacea 
595280 Bacteria_16S 
strain 27 16S rib 


595280 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 


Kineosporiaceae; 


595280 Bacteria_16S 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


595280 Bacteria_16S 


595280 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


6S 4808 4787 6 27 gi|265679060|ref|NR_029368.1 
bosomal RNA, partial sequence 4584 5982 

Rhizobiales; Bartonellaceae; Bartonella. 
6S 6270 6249 6 27 gi|265679059|ref|NR_029367.1 
osomal RNA, partial sequence 6033 7437 

Rhizobiales; Bartonellaceae; Bartonella. 

7727 7706 6 27 gi|265679058|ref|NR_029366.1 
osomal RNA, partial sequence 7488 8910 

Rhizobiales; Bartonellaceae; Bartonella. 

26007 25986 6 27 gi|265679046|ref|NR_029354.1 
bosomal RNA, partial sequence 25762 27159 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

51763 51742 6 27 gi| 265679029 |ref|NR_029337.1 
bosomal RNA, partial sequence 51487 53037 Enterococcus 
bacillales; Enterococcaceae; Enterococcus. 

68428 68387 5 46 gi| 265679018 |ref|NR_029326.1 
rain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
e; Corynebacterium. 

136752 136719 5 38 gi|265678971|ref|NR_029279.1 
osomal RNA, partial sequence 136495 13800 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 

147263 147230 5 38 gi|265678964|ref|NR_029272.1 
n Ra 333 16S ribosomal RNA, partial sequence 147044 148460 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineospo 
Kineococcus. 

162562 162529 5 38 gi|265678954|ref|NR_029262.1 
n P159 16S ribosomal RNA, partial sequence 162334 163815 Brevib 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brev 

210166 210145 6 27 gi| 265678922 |ref|NR_029230.1 

beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 

254479 254458 6 27 gi| 265678892 |ref|NR_029200.1 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacte 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

264923 264894 11 40 gi| 265678883 |ref|NR_029189.1 


595280 Bacteria_16S 


strain MCRL 0044 


xylanilyticus str 
xylanilyticus Bac 


595280 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


595280 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


595280 Bacteria_16S 


strain YIM 31530 


Clost 


Lacto 


G 
595280 Bacteria_16S 


375372 375351 6 27 gi 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; 
418516 418495 6 27 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
427839 427806 5 38 gi 
in YIM70093 16S ribosomal RNA, partial 


gi 


e; Corynebacterium. 

432467 432446 6 27 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
461631 461598 5 38 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


595280 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


595280 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


595280 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


595280 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


595280 Bacteria_16S 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 


473853 473832 6 27 gi 
rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; E 
509171 509138 5 38 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

524346 524313 5 38 gi 
$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
542635 542614 6 27 
osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
573144 573111 5 38 gi 


gi 


Paeniba 


eria; Actinobacteria; Actinobacteridae 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
595280 Bacteria_16S 


265678804 
sequence 
cillaceae; 
265678775 


418286 41972 
Halomonad 


265678769 
sequence 


265678766 
ence 43219 
nibacillus 
265678743 


16S ribosomal RNA, partial sequence 461374 46285 


ionibacter 
265678735 
sequence 
nterococca 
265678712 
quence 
inomycetal 


265678702 
e 52414 


ales; Cory 


265678690 


542382 54390 


Deferriba 
265678670 


donocardin 


; Actinomy 


eae; Pseudonocar 
ref|NR_029109.1 

375101 376646 
Paenibacillus. 
ref|NR_029080.1 


aceae; Halomona 
ref|NR_029074.1 

427586 429077 
cetales; Coryneb 


ref|NR_029071.1 
6 433742 Paenib 
ref|NR_029048.1 
ineae; Nocardioi 
ref|NR_029040.1 

473588 475066 
ceae; Enterococc 
ref|NR_029017.1 

508981 510331 
es; Corynebacter 


ref |NR_029007.1 
6 525550 Coryne 
nebacterineae; C 


ref |NR_028995.1 
0 Deferribacter 
cter 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Clostridium roseum 


Clostridium roseum Bacteria; 


Enterococcus asini 


asini Bacteria; 


Corynebacterium 
Corynebacterium 
ebacterineae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Kineococcus 
Kineococcus 

riineae; 


Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Clostridium 
Clostridium 
stridium. 
Afipia broomeae strain 
ria; Proteobacteria; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Paenibacillus 
Paenibacillus 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Ss. 


Corynebacterium 
Corynebacterium 
acterineae; 


Paenibacillus 
acillus favisporus 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Enterococcus 
Enterococcus 

us. 
Corynebacterium 
Corynebacterium 
ineae; 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


Deferribacter abyssi 
abyssi Bacteria; 


ref|NR_028975.1 


572888 


Corynebacterium 
574399 Corynebacterium 


tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


595280 Bacteria_16S 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial s 
glaucum Bacteria; 


Clostridia; 


Firmicutes; 


Bacteria; 


Firmicutes; 


Bacteria; 


Bacteroidetes; 
595280 Bacteria_16S 
strain B1333 16S 
Lactobacillales; 
595280 Bacteria_16S 
desulfuricans strain SSM1 16S ribosomal RNA, partial seq 
desulfuricans Bacteria; 
595280 Bacteria_16S 

strain JCM 21370 


Firmicutes; 


Firmicutes; 


Clostridiales; Veillonellaceae; 
595280 Bacteria_16S 
cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacterid 
Promicromonosporaceae; Xylanimonas. 
595280 Bacteria_16S 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 
Clostridia; 
595280 Bacteria_16S 
haemoperoxidus strain 440 16S ribosomal RNA, partial seq 
haemoperoxidus Bacteria; 
595280 Bacteria_16S 
moraviensis strain 330 16S ribosomal RNA, partial sequen 
Firmicutes; 
595280 Bacteria_16S 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Kineosporiaceae; 
595280 Bacteria_16S 
strain E6844 16S 
Lactobacillales; 
595280 Bacteria_16S 
strain PSv29 16S 
Proteobacteria; 
595280 Bacteria_16S 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequ 
pseudoavium Bacteria; 
595280 Bacteria_16S 
strain NCTC 13004 
Proteobacteria; Epsilonproteobacteria; Campylo 
595280 Bacteria_16S 
strain SS-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


579044 579011 5 38 gi 


607709 607676 5 38 gi 


622910 622877 5 38 gi 


642888 642867 6 27 gi 
RNA, partial sequence 
Sporomusa. 
781617 781584 5 38 gi 


827491 827470 6 27 gi 


Clostridiales; Veillonellaceae; 
830601 830580 6 27 gi 


Firmicutes; 
832158 832137 6 27 gi 


Lactobacillales; Enterococcaceae; 
851662 851629 5 38 gi 


Kineococcus. 
897133 897112 6 27 gi 
ribosomal RNA, partial sequence 
Enterococcaceae; Enterococc 
925068 925047 6 27 gi 
ribosomal RNA, partial sequence 


962152 962131 6 27 gi 


Firmicutes; Lactobacillales; 
971354 971333 10 31 gi 
16S ribosomal RNA, partial sequence 


975918 975897 6 27 gi 


Sphingobacteriales; Sapr 
995971 995950 6 27 gi 
ribosomal RNA, complete sequence 
Carnobacteriaceae; Granulic 
1058384 1058363 6 27 gi 


Deferribacteres; Deferribacteral 
1070428 1070387 5 46 gi 


1076235 1076202 5 38 gi 
ribosomal RNA, partial sequence 


1080726 1080705 6 27 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1097362 1097333 11 40 gi 


Streptomyces. 

1114093 11140605 38 gi 
ribosomal RNA, partial sequence 
Kineo 
1115618 11155855 38 gi 


265678666 


equence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacteriaceae; Corynebacterium. 
595280 Bacteria_16S 
appendicis strain 


265678646 
IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 
appendicis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

595280 Bacteria_16S el 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

595280 Bacteria_16S 
H 1 16S ribosomal 


Actinomycetales; 
265678636 
Actinomycetales; 


265678622 
642624 644123 Sporomusa 


265678524 


sequence 
ae; 


265678494 


Actinomycetales; 


NR_028971.1| Corynebacterium 
578821 580286 Corynebacterium 
Corynebacterineae; 

ref|NR_028951.1| Corynebacterium 
Corynebacterium 


Corynebacterineae; 


ref|NR_028941.1] Corynebacterium 
Corynebacterium 


Corynebacterineae; 


ref|NR_028927.1| Sporomusa ovata strain 
ovata Bacteria; Firmicutes; 
ref|NR_028828.1| Xylanimonas 
781358 782875 Xylanimonas 


Micrococcineae; 


ref|NR_028797.1| Selenomonas infelix 


827209 828732 Selenomonas infelix Bacteria; 


Selenomonas. 
265678492 


uence 


Lactobacillales; Enterococcaceae; 
265678491 


ce 83188 


Enterococcus. 
265678478 


265678446 
896853 89837 
us. 


265678428 
924822 92631 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


265678403 


ence 


Enterococcaceae; Enterococcus. 
265678396 


97110 


ref|NR_028795.1] Enterococcus 
830324 831835 Enterococcus 
Enterococcus. 


ref|NR_028794.1] Enterococcus 


6 833394 Enterococcus moraviensis 
ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 


Kineosporiineae; 


Enterococcus avium 
avium Bacteria; 


ref|NR_028748.1 
6 Enterococcus 


ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 
Desulfofaba. 
ref|NR_028705.1] Enterococcus 
961894 963406 Enterococcus 


ref|NR_028698.1| Campylobacter lanienae 
0 972566 Campylobacter lanienae 


bacterales; Campylobacteraceae; Campylobacter. 


265678393 
975693 97713 
ospiraceae; Lewinella. 
265678380 
995703 99724 


atella. 


265678338 


uence 
es; 


hodospirillaceae; 
265678325 
1075986 10774 


coccineae 


265678322 
1080469 10819 


265678311 


equence 


Actinomycetales; 


265678299 
1113840 11153 


sporiinea 


265678298 
1115364 1116839 Kineosporia succinea Bacteria; 
Kineosporiineae; Kineosporiaceae; Kineosporia. 


ref|NR_028695.1| Lewinella nigricans 
0 Lewinella nigricans Bacteria; 


ref|NR_028682.1| Granulicatella elegans 
0 Granulicatella elegans Bacteria; 


ref|NR_028640.1| Deferribacter 
1058138 1059573 Deferribacter 


Deferribacteraceae; Deferribacter. 
265678330 
16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; R 
595280 Bacteria_16S 
strain YLM-32 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
595280 Bacteria_16S 
strain NAFO0O1 16S 
Bacil 
595280 Bacteria_16S 
scabrisporus strain KM-4927 16S ribosomal RNA, partial s 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
595280 Bacteria_16S 
strain I-132 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 
strain I-273 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_028632.1| Tistrella mobilis 
36 Tistrella mobilis Bacteria; 
Tistrella. 

ref|NR_028627.1| Rarobacter incanus 
78 Rarobacter incanus Bacteria; 

; Rarobacteraceae; Rarobacter. 
ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


ref|NR_028613.1| Streptomyces 
1097121 1098599 Streptomyces 
Streptomycineae; 


ref|NR_028600.1| Kineosporia rhamnosa 
13 Kineosporia rhamnosa Bacteria; 
e; Kineosporiaceae; Kineosporia. 
ref|NR_028599.1| Kineosporia succinea 


595280 Bacteria_ 


DSM 9946 16S ribo 
Deinococcus-Thermus; 


595280 Bacteria_ 


DSM 43833 16S rib 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermobispora. 

595280 Bacteria_16S 1176178 1176157 6 27 gi|228718376|ref|NR_027573.1 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 11773 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
595280 Bacteria_16S 1212435 1212414 6 27 gi|224581437|ref|NR_027219.1 


strain Althfl 16S 
G 


Proteobacteria; 
595280 Bacteria_ 


gallinaceus strai 
gallinaceus Bacte 


595280 Bacteria_ 


strain LM 161 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
595280 Bacteria_16S 
dysgalactiae subs 


16S 1162477 1162436 5 46 gi 
Deinococci; Thermales; 
16S 1170084 11700515 


osomal RNA, partial sequence 


Thermaceae; 
38 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
16S 1224416 1224395 6 27 gi 


ria; Firmicutes; Lactobacillales; 
16S 1299618 1299585 5 38 
ribosomal RNA, complete sequence 


gi 


1322651 1322630 6 27 gi 
p- dysgalactiae strain ATCC 43078 16S 


n CCUG 42692 16S ribosomal RNA, partia 
Stre 


228720981 


somal RNA, partial sequence 1162257 1163688 Meiot 


228719618 


1169826 11712 


1212209 12136 
Halomonad 


219878314 


219846779 


1299363 13008 
ionibacter 


228715345 
ribosomal 


Meiothermus. 


1 sequence 
ptococcace 


ref|NR_027600.1 
hermus silvanus 


ref|NR_027583.1 
94 Thermobispora 


aceae; 
ref|NR_025453.1 

1224170 122567 
Streptococcu 
NR_026371.1 


ae; 
ref 


inea 
ref 
RNA, 


e; Nocardioi 
NR_027517.1 
partial seq 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Thermobispora bispora 
bispora DSM 43833 


seudonocardiaceae; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonas. 


Streptococcus 
1 Streptococcus 
Ss. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


595280 Bacteria_16S 


obscurus DSM 4316 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


595280 Bacteria_16S 
bacteriovorus str 


bacteriovorus HD1 
Bdellovibrio. 


595280 Bacteria_16S 


strain GD521 16S 
Firmicutes; 


Bacteria; 


nitroguajacolicus 
nitroguajacolicus 


Bacil 
595280 Bacteria_16S 
antarcticus strai 
Firmicu 
595280 Bacteria_16S 
aerolata strain V 
Bacteria; Actinob 
Promicromonospora. 
595280 Bacteria_16S 
spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 
595280 Bacteria_16S 


Streptococcus. 
1344095 1344066 11 40 gi 
0 16S ribosomal RNA, partial sequence 


1389394 1389373 6 27 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; 


1433300 1433279 6 27 

ribosomal RNA, partial sequence 
lales; Staphylococcus. 
1434828 1434807 6 


gi 
27 gi 


tes; Bacillales; 


1448695 1448662 5 


Paenibacillaceae; 


38 gi 


1450142 1450109 5 38 gi 


e; Corynebacterium. 


1453140 14531075 38 gi 


Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


595280 Bacteria_16S 
doudoroffii strai 
doudoroffii Bacte 
595280 Bacteria_16S 
afermentans subsp 

Corynebacterium afermentans subsp. 


Actinomycetales; 


595280 Bacteria_16S 
picturae strain L 
picturae Bacteria 


Brevibacterium. 


595280 Bacteria_16S 
strain SH1 16S ri 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

595280 Bacteria_16S 1767309 1767288 6 27 gi|219878359|ref|NR_025498.1 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedime 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 
Sedimentibacter. 

595280 Bacteria_16S 1777805 1777784 6 27 gi|219878351|ref|NR_025490.1 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 177905 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

595280 Bacteria_16S 1788270 1788241 11 40 gi| 219878343 |ref|NR_025482.1 


1454671 1454650 6 27 gi 
n MBIC1298 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
1500020 1499987 5 38 gi 
- afermentans strain CIP 103499 16S ri 
Corynebacterineae; Corynebacteriaceae; 
1603015 1602982 5 38 gi 
MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


’ 


1706495 1706474 6 27 
bosomal RNA, partial sequence 


gi 


Deltaprot 
14330511 
n 20CM 16S ribosomal RNA, partial sequ 
Pae 
-54A 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


strain G2-1 16S ribosomal RNA, partia 


228721038 
13438 


228716586 
sequence 


224581433 
4345 


224581431 
ence 14345 
nibaci 
224581421 
ce 14484 
ales; 


224581420 
quence 
Acti 


’ 


224581418 
1 sequ 
ridae; 


224581417 
sequence 


219846622 
bo 


Corynebac 
219878475 
quence 
ti 


219878403 


1706248 17077 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 


omycetales 


eobacteria 


llus 


Micr 


nomy 


ence 
Act 


ia; Aeromo 


somal RN. 
afermentans Bacteria; Actinobacteria; 


nomyceta 


ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


v 


ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


, 


ref|NR_027215.1 


ref|NR_027213.1 
76 1436085 Paenib 
ref|NR_027202.1 
60 1449852 Promic 
ococcineae; Prom 


ref|NR_027201.1 
1449903 145131 
cetales; Coryneb 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Bdellovibrio 
0 Bdellovibrio 


les; Bdellovibrionaceae; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Paenibacillus 
acillus antarcticus 


Promicromonospora 
romonospora aerolata 
icromonosporaceae; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_026214.1 
A, complete sequ 


terium. 
ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


ref|NR_025542.1 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Paenibacillus 
6 Paenibacillus 


1788037 178951 


Blastococcus 
9 Blastococcus 


saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


Blastococcus. 
595280 Bacteria_16S 1805159 1805126 5 38 gi 
paurometabola strain DSM 14281 16S ribosomal RNA, parti 
paurometabola Bacteria; Actinobacteria; Actinobacterida 
Cellulomonadaceae; Oerskovia. 

595280 Bacteria_16S 1806697 1806664 5 
strain DSM 46000 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
595280 Bacteria_16S 1852411 18523785 38 gi 
cellulosilytica strain TB100 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteri 
Nocardiopsaceae; Thermobifida. 

595280 Bacteria_16S 1900028 1899995 5 38 gi 
humiphilum strain DSM 12362 16S ribosomal RNA, partial 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; 
Intrasporangiaceae; Ornithinimicrobium. 

595280 Bacteria_16S 1914618 1914597 6 27 gi 
azoreducens strain CMl 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
595280 Bacteria_16S 1934568 1934543 6 31 gi 
strain CHO0O1A 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
595280 Bacteria_16S 1942092 1942071 6 27 gi 
strain LMG 18419 
Firmicutes; Bacillales; 


al 
e; 


38 gi 


oc 


s 
da 


se 
Ac 


nc 
ni 


Ss; 


Paenibacillaceae; Paenibacillus. 
595280 Bacteria_16S 1957318 1957285 5 38 gi 
strain CF-25 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
595280 Bacteria_16S 1978595 1978574 6 27 gi 
anilini strain Anil 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
595280 Bacteria_16S 2030429 2030396 5 38 gi 
variabile strain DSM 20132 16S ribosomal RNA, partial seq 
variabile Bacteria; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 

595280 Bacteria_16S 2036521 2036488 5 38 gi 
simulans strain UCL553 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
595280 Bacteria_16S 2074971 2074950 6 27 
strain IBS 506 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
595280 Bacteria_16S 2099374 20993415 38 gi 
aquiterrae strain GW-9 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioides. 
595280 Bacteria_16S 


oc 


ac 


nc 
al 


gi 
ne 


nc 
al 


2108526 2108485 5 46 
strain P-1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

595280 Bacteria_16S 2258611 2258590 6 27 gi 
strain ATCC 29178 16S ribosomal RNA, partial sequence 

Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
595280 Bacteria_16S 2280183 2280162 6 27 gi 
strain 852 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi 


cl 


oc 


219878332 


219878331 
16S ribosomal RNA, partial sequence 1806449 18079 


219878299 


219878263 


219878252 
219878238 
1934336 19357 


219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878223 
1957067 19585 


219878209 


219878175 


219878170 


219878139 
2074760 20 


219878122 


219873437 
2108290 21097 


219857560 


219857546 
2279959 22814 


ref|NR_025471.1 
sequence 1804913 180639 
Actinomycetales; Microc 


ref|NR_025470.1 


occineae; Cellulomonadac 
ref|NR_025438.1 

1852181 185367 
omycetales; Stre 


equence 
e; Actin 


ref |NR_025402.1 
1899804 190110 
tales; Micrococc 


quence 
tinomyce 


ref|NR_025391.1 
61 1915860 Paenib 
ref|NR_025377.1 
49 Campylobacter 
bacteraceae; 
ref |NR_025372.1 
47 Paenibacillus 


e 19143 
bacillus 


Campylo 


ref|NR_025362.1 


; Micrococcaceae 
ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref |NR_025314.1 

2030195 203163 
ales; Corynebact 


occineae 


19783 
terales; 


uence 
inomy: 


cet : 


ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


20 
Cc 


362 
ory 


e 
es; 
ref|NR_025278.1 
762 
ae; Bartonella. 
ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 


llace 


20991 
Prop 


e 
es; 


ref |NR_026099.2 


ostridium. 
ref|NR_025148.1 
2258345 2259880 Strept 
cus. 


ref|NR_025134.1 


595280 Bacteria_16S 2301139 2301118 6 27 gi|219857529|ref|NR_025117.1 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacter 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

595280 Bacteria_16S 2324028 2323987 5 46 gi|219857513|ref|NR_025101.1 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

595280 Bacteria_16S 2333027 23329945 38 gi| 219857507 |ref|NR_025095.1 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 233429 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Nocardiopsaceae; Nocardiopsis. 

595280 Bacteria_16S 2345048 2345027 6 27 gi|219857497|ref|NR_025085.1 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

595280 Bacteria_16S 2348054 2348021 5 38 gi|219857495|ref|NR_025083.1 


methylotrophus strain TGA 16S ribosomal RNA, partial sequ 


Oerskovia 
8 Oerskovia 
occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Thermobifida 

5 Thermobifida 

ptosporangineae; 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Paenibacillus 
acillus azoreducens 


Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Paenibacillus cookii 
cookii Bacteria; 


Arthrobacter luteolus 


65 Arthrobacter luteolus Bacteria; 


; Arthrobacter. 


Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Corynebacterium 

0 Corynebacterium 

erineae; 


Corynebacterium 
bacterium simulans 


orynebacteriaceae; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Paenibacillus 
acillus granivorans 


ence 2347826 234928 


Arthrobacter 
4 Arthrobacter 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


595280 Bacteria_ 


strain IBS 325 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
595280 Bacteria_16S 
kunsanensis strai 
kunsanensis Bacte 


Nocardiopsaceae; 


595280 Bacteria_16S 
strain VKM Ac-145 
Actinobacteria; Actinobacteridae; Actinomycetales; 
595280 Bacteria_16S 


pachnodae strain 


Bacteria; Actinob 


Xylanimicrobium. 


595280 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobacter. 
595280 Bacteria_16S 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
595280 Bacteria_16S 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
595280 Bacteria_16S 


strain ATCC 43186 
Firmicutes; 


strain ATCC 51266 
Firmicutes; 


strain ATCC 39419 


Bacteria; Actinob 


Kribbella. 


595280 Bacteria_16S 


strain IM1 16S ri 


parasanguinis str 
parasanguinis ATC 


595280 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


595280 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


595280 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


595280 Bacteria_16S 


strain IFO 12513 


595280 Bacteria_ 
strain IFO 13911 


595280 Bacteria_ 
strain IFO 14915 


595280 Bacteria_ 
strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 
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AGCCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTGGGTTCTACCAGAAGTAGCTAGGCTAACCGCAAGGGGGCCGGTTACCACGGTAGGGTTCATGACTGGGGTGAAGTCGT 
AACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTAAGCTTGGATCCCGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTGATGGAGAGCTTGCTCTCCTGATGGTTAGCGGCGGACGGGTGAGTAACACGTAGG 
CAACCTGCCCTTTGGACTGGGATAACTACCGGAAACGGTAGCTAATACCAGATAATTCACTTYTTCGCATGGAGAAGTGAGGAAAGACGGAGCAATCTGTCACCG 
GAGGATGGGCCTGCGGCGCATTAGCTAGTTGGAGAGGTAACGGCTCCCCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAG 
CTCTGTTGCCAAGGAAGAACGTCCTTAAGAGTAACTGCTTAAGGAGTGACGGTACTTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCATTTAAGTCTGGTGTTTAAGCCCGGGGCTCAACCCCGGATCGCACGGGAAACT 
GGATGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAA 
CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGG 
TGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTGAATGACCGGATCAGAGATGATCCTTTCCTTCGGGACATTCAAGACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCACTTCGGGTGGGCACTCTAGGGTGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCTGGTACAACGGGAAGCGAAGCCGCGAGGTG 
GAGCCAATCCTAAAAAGCCAGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGAGATGCGTATCGG 
AAAGCTTCGGCCGGAAGATACGTCCTCTAAAGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTTATGGAGGGGGATAACAGAGAGAAATCACTGCTAATACC 
GCATAAGCACACAGTACCGCATGGTACAGGGTGAAAAGATTTATCGCCATAAGATGGACCCGCGTCTGATTAGCCAGTTGGCAGGGTAAAAGCCTACCAAAGCAA 
CGATCAGTAGCCGATCTGAGAGGATGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAC 
CCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATGGCAAGTCTGAAGTGAAATACCCGGGCT 
CAACCTGGGAACTGCTTTGGAAACTGTTGTTCTAGAGTGTTGGAGAGGTAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGAG 
GCGAAGGCGGCTTACTGGACAATAACTGACGTTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATACTAG 
GTGTCGGGGTGCAAAGTATCTCGGTGCCGTCGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGAGATCCCATTGACAGAGTATGTAATGTACTTTCCCTTCGGGGCAAT 
GGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATAGTTAGTAGCCAGCAGTAAGATGGGC 
ACTCTAACTAGACTGCCAGGGATAACCTGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGCGTAAACA 
AAGGGAAGCAAGAGGGTGACCTTAAGCAAATCTCAAAAATAACGTCTCAGTTCGGACTGTAGTCTGCAACCCGACTACACGAAGCTGGAATCGCTAGTAATCGCA 
GATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCGAATACAGTGTCCCAAGAANNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAGACAGAATCCTTCGGGAG 
GACGTCTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAATTCATCG 
AATCGCATGATTCGATGTTGAAAGGTGGCATATGCTACTACTTACAGATGGGCCCGCGGCGCATTAGTTAGTTGGTGGGGTAAAAGCCTACCAAGGCCACGATGC 
GTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCATCCGCAATGGACGCAAGTCTGAC 
GGTGCAACGCCGCGTGAGTGAGGAAGGTCTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTTAAC 
CAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGTTCCTTAAGT 
CTGGTGTGACAGCCCACGGCTCAACCGTGGAGGGTCATCGGAAACTGGGGAACTTGAGTACAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAG 
ATATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTGACTGACGCTGAGGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCCACCCTTAGTGCTGCAGTTAACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTTCGGACCACCCTAGAGATAG 
GGTCTTCCCTTCGGGGACCGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGATCTTAG 
TTGCCAGCATTGAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAATCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCAACACAC 
GTGCTACAATGGATGGTACAATGGGCAGCGAAGCCGTGAGGTGAAGCAAATCCCAAAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTGCATGAAGC 
CGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGT 
GGAGTAACCTTTTGGAGCTAGCCGCCGAAGGTGGGGCCAAGTATTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGT 
TTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGGCCAGCTTGCTGGTCTGATCAGTGGCGAACGGGTGAGTAACAC 
GTGAGCAACCTGCCCCAGACTCTGGAATAACCATGGGAAACGATGGCTAATACCGGATACGAGACGTGCACGCATGTGTGGCGTCTGGAAAGATTTATCGGTCTG 
GGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGATAC 
GGCCCANACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCANCNGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCAACAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACNTAGGGCGCAAGCGTTGTCCGGA 
ATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACCTAAGGCTCAACCTTGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAG 
GGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCGCAACTGACGCTGAGGAGCGAAAG 
CATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCAAACGCATTA 
AGTGCCCCGCCTGGGGAGTACGGCCGCAAGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAA 
CCTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGATGGTTGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATG 
ACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGT 
CTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCCAACTCGTAAGAGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACA 
AGGTAGCCGTACCGGAAGGTGTGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAACACCTGCAACA 
CGTGCGGTAAAGGCCCTTCGGGGTACACCAGCGGCGAACGGGTGAGTAACACGTGGGTTATCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATAC 
CGGATATGACCTTCGGTTGCATGACCGTGGGTGGAAAGATTTATCGGTACAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGA 
CGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAG 
CCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCTACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAAAAGCACCGGCCA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTCGTCGCGTCGTTCGTGAAAACTTG 
GGGCTCAACCCCAAGCTTGCGGGCGATACGGGCGGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGT 
ACTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCCGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGT 
GGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAAT 
GGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGC 
CGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGT 


595280 Bacteria_16S 2808029 2807996 5 38 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

595280 Bacteria_16S 2829133 28291005 38 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 

595280 Bacteria_16S 2869158 2869137 6 27 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
595280 Bacteria_16S 2878627 2878606 6 27 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

595280 Bacteria_16S 2880192 2880171 6 27 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

595280 Bacteria_16S 2890746 2890713 5 38 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

595280 Bacteria_16S 2899784 2899751 5 38 gi| 219856856 |ref|NR_024675.1| Zimmermannella bifida 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
595280 Bacteria_16S 2924358 2924337 6 27 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

595280 Bacteria_16S 2940814 2940781 5 38 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

595280 Bacteria_16S 2942330 2942297 5 38 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

595280 Bacteria_16S 3024284 3024263 6 27 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

595280 Bacteria_16S 3044071 3044038 5 38 gi| 219846892 |ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

595280 Bacteria_16S 3045603 30455705 38 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 

595280 Bacteria_16S 3098375 3098342 5 38 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

595280 Bacteria_16S 3102819 3102786 5 38 gi|219846853|ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 

595280 Bacteria_16S 3119450 31194175 38 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

595280 Bacteria_16S 3175349 3175316 5 38 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

595280 Bacteria_16S 3178446 3178413 5 38 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

595280 Bacteria_16S 3199860 3199827 5 38 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

595280 Bacteria_16S 3201303 32012705 38 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 


strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


595280 Bacteria_16S 
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Corynebacteriacea 
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Actinobacteria; A 
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595280 Bacteria_16S 
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gi 
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et 
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gi 


oc 
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oc 
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oc 
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n CIP 81.82 16S ribosomal RNA, partial 
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rp 
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595280 Bacteria_16S 
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595280 Bacteria_16S 
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595280 Bacteria_16S 
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595280 Bacteria_16S 
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um auris Bacteria; 
riaceae; 
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Arthrobacter. 
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nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


595280 Bacteria_16S 


strain DSM 20133 


595280 Bacteria_16S 
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16S ribosomal RNA, partial sequence 3468874 34703 
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Arthrobacter citreus 


48 Arthrobacter citreus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

3499425 3499404 6 27 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
obacteriales; Fusobacteriaceae; Cetobacterium. 
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thermophilus Bact 


595280 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


595280 Bacteria_16S 
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3712186 37121535 38 gi|219846428|ref|NR_026019.1 
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rain P-15 16S ribosomal RNA, partial sequence 3713443 371485 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro: 
e; Actinoplanes. 
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acteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobact 
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3 Actinoplanes 
monosporineae; 


Thermodesulforhabdus 
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27 16S ribosomal RNA, partial sequence 
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ref|NR_025792.1 
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Glycomyces algeriensis 
yces algeriensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 


595280 Bacteria_16S 4034196 4034167 11 40 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

595280 Bacteria_16S 4049304 40492715 38 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
595280 Bacteria_16S 4053688 4053655 5 38 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
595280 Bacteria_16S 4055174 4055153 6 27 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

595280 Bacteria_16S 4061192 4061159 5 38 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
595280 Bacteria_16S 4105034 4105013 6 27 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

595280 Bacteria_16S 4109549 4109516 5 38 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
595280 Bacteria_16S 4112660 41126275 38 gi| 219846142 |ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

595280 Bacteria_16S 4207333 4207312 6 27 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

595280 Bacteria_16S 232 208 16 40 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

595280 Bacteria_16S L7TL 1747 16 40 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

595280 Bacteria_16S 15230 15194 10 46 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

595280 Bacteria_16S 45538 45514 16 40 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
595280 Bacteria_16S 71413 71389 16 40 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 #Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

595280 Bacteria_16S 72971 72947 16 40 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

595280 Bacteria_16S 93931 93891 14 54 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

595280 Bacteria_16S 133792 133764 10 38 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

595280 Bacteria_16S 225374 225350 16 40 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
595280 Bacteria_16S 296832 296808 16 40 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
595280 Bacteria_16S 301244 301220 13 37 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

595280 Bacteria_16S 331916 331880 10 46 gi|265678839|ref|NR_029144.1] Moorella 
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Moorella group; M 
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fe) 
P 


s 


16S 333446 333422 16 40 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
16S 420039 420011 10 38 gi|265678774|ref|NR_029079.1| Brevibacterium 
KM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
16S 441765 441737 10 38 gi|265678760|ref|NR_029065.1| Bifidobacterium 
strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
16S 449404 449380 16 40 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
ain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 
16S 506145 506121 16 40 gi|265678714|ref|NR_029019.1| Pseudonocardia 
DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 
16S 522846 522822 16 40 gi|265678703|ref|NR_029008.1| Pseudonocardia 


nocardia benzenivorans 


eudonocardiaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

595280 Bacteria_16S 617048 617024 16 40 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

595280 Bacteria_16S 618534 618510 10 34 gi| 265678639 |ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 


Bacteria; Actinob 


Microbacterium. 


595280 Bacteria_16S 
lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 
595280 Bacteria_16S 


botniense strain 


Bacteria; Actinob 


Mycobacterium. 


595280 Bacteria_16S 


strain YIM90005 1 


6S ribosomal RNA, partial sequence 773630 77513 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
595280 Bacteria_16S 789217 789193 16 40 gi| 265678519 
strain J72 16S ribosomal RNA, partial sequence 789013 79048 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
595280 Bacteria_16S 
montefiorense str 


montefiorense Bac 
Mycobacteriaceae; 


595280 Bacteria_16S 


zijingensis strai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardia. 

595280 Bacteria_16S 860865 860841 16 40 gi| 265678471 

strain K24 16S ribosomal RNA, partial sequence 860647 86213 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
595280 Bacteria_16S 868582 868554 5 33 gi| 265678466 

trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequen 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriac 
595280 Bacteria_16S 886497 886469 10 38 gi| 265678453 

strain VKM Ac-1804 16S ribosomal RNA, partial sequence 88624 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
595280 Bacteria_16S 890996 890960 10 46 gi| 265678450 

strain Z-7191 16S ribosomal RNA, partial sequence 890778 89219 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Oren 
595280 Bacteria_16S 1049363 1049339 6 30 gi| 265678345 


lithotrophicum st 


nebacterin 
265678505 
rtial sequ 


810715 810691 16 40 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

815321 815297 16 40 gi 
n 6330 16S ribosomal RNA, partial sequ 


265678502 
ence 81510 


acteria; Actinobacteridae; Actinomycetales; Micr 

641334 641306 10 38 gi| 265678623 
rain EL-30 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; Actino: 
esterenkonia. 

713590 713566 16 40 gi| 265678573 
E347 16S ribosomal RNA, partial sequence 71335 
acteria; Actinobacteridae; Actinomycetales; Cory 

773845 773821 16 40 gi| 265678530 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


ref 
dono 
ref 


eae; 
ref 


eae; 
ref 


7 Mi 
ref 


ia. 


rain 17S 16S ribosomal RNA, partial sequence 


ref 


Ococ 


641107 64257 
myce 


9 714869 Mycob 
neba 


ence 
e; Actinomycet 


9 816530 Pseud 


0 Amycolatopsis 


ce 868327 86978 


7 887732 Agrei 


cineae; Mic 


NR_028928.1 
3 
tales; Micr 
NR_028878.1 
cterineae; 


NR_028834.1 


Pseudonoca 
NR_028823.1 


Gordoniace 
NR_028808.1 

810468 
ales; Coryn 
NR_028805.1 
° 
cardineae; P 
NR_028774.1 


Pseudonocar 
NR_028769.1 
7 

Leptotrichi 
NR_028755.1 
a 
crobacteriac 
NR_028752.1 


xr 


eo} 


a 


Mycobacteriaceae; 


xr 


e 


fo} 


Cc 


Cc 


d 


e 


b 


n 
s 


d 


a 


e 


NR_028647.1 


bacteriaceae; 
Nesterenkonia 
Nesterenkonia 
occineae; 
Mycobacterium 


terium botniense 


Prauserella alba 


2 Prauserella alba Bacteria; 
Prauserella. 


iaceae; 
Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
a 


; Gordonia. 
Mycobacterium 


811984 Mycobacterium 


acterineae; 


Pseudonocardia 
ocardia zijingensis 
eudonocardiaceae; 


Amycolatopsis sacchari 
sacchari Bacteria; 
iaceae; Amycolatopsis. 


Leptotrichia 
Leptotrichia 


Agreia bicolorata 
bicolorata Bacteria; 
ae; Agreia. 

Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Balnearium 


1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 


595280 Bacteria_16S 1124750 1124718 6 


strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 11259 
Flavobacteriales; 


Bacteroidetes; 
595280 Bacteria_16S 
sanguinis strain 


Flavobacteria; 
1132210 1132182 10 


Brevibacterium. 
595280 Bacteria_16S 
multipartita DSM 


1160962 1160938 16 


Nakamurella. 


595280 Bacteria_16S 1241196 1241176 10 


azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partia 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydro 


595280 Bacteria_16S 
efficiens YS-314 


1256130 1256098 5 


Corynebacterium. 


595280 Bacteria_16S 1345626 1345598 10 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brachybacterium. 
595280 Bacteria_16S 
strain OMZ833 16S 
Spirochaetes; Spirochaetales; 
595280 Bacteria_16S 


1522445 1522425 18 


1537667 1537643 16 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 


Saccharothrix. 
1727754 1727730 16 


Actinosynnemataceae; 
595280 Bacteria_16S 
strain DSM 44222 
595280 Bacteria_16S 1729293 1729269 16 
strain DSM 44515 


595280 Bacteria_16S 1730805 1730781 16 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
595280 Bacteria_16S 1759836 1759808 10 


sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


sacelli Bacteria; 
Brachybacterium. 
595280 Bacteria_16S 
fresconis strain 


1761357 1761329 10 


Brachybacterium. 


595280 Bacteria_16S 1822007 1821979 10 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


595280 Bacteria_16S 1855499 1855467 5 


ribosomal RNA, partial sequence 


38 gi 


38 gi 


CF63 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


40 gi 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


30 gi 


37 gi 


16S ribosomal RNA, partial sequence 1255896 12573 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


38 gi 


38 gi 


15 


Spirochaetaceae; Treponema. 


40 gi 


40 gi 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


40 gi 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


40 gi 


38 


gi 


38 gi 


LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


38 gi 


37 gi 


224581403 


253680768 


228721225 
11607 


219878120 


219857144 


228720938 


219857543 
22207 15236 


219857377 


219878389 


219878388 


219878387 
Actinomyc 


219878365 


219878364 


219878321 


219878297 


Micrococcineae; 


omycetales; 


1 sequence 
genothermaceae; 


Corynebacterineae; 


sequence 
Actinomycetales; 


capitovis strain 
capitovis Bacteri 
Corynebacteriacea 


595280 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


595280 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


595280 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


595280 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


595280 Bacteria_16S 


CCUG 39779 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

1916178 1916154 6 30 gi 
16S ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 
1923855 1923831 16 40 gi 
n LM 157 16S ribosomal RNA, partial sequ 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 
1949844 1949820 16 40 gi 
eria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

2033432 2033408 16 40 gi 
ATCC 19420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
2052121 2052097 16 


40 gi 


sequence 


219878250 


219878245 
Actinomyc 


219878228 
in LM 141 16S ribosomal RNA, partial sequence 


219878172 


219878157 


inomycet 


19159 


ence 


Actinomy 


quence 
inomycet 


ref |NR_027184.1 


ref|NR_028016.1 


ref 


NR_027604.1 


ref |NR_025259.1 


ref|NR_024772.1 


ref|NR_027599.1 


Micrococcineae; 


ref |NR_025131.1 


ref |NR_024965.1 
1537426 153893 


ref|NR_025528.1 
13 Mycobacterium 


ref|NR_025527.1 
19 Mycobacterium 


ref|NR_025526.1 
1730570 173206 
etales; 


ref|NR_025504.1 

1759669 176107 
es; Micrococcine 
ref|NR_025503.1 

1761124 176259 
ales; Micrococci 
ref |NR_025460.1 
; Microbacteriac 
ref |NR_025436.1 

1855266 185659 
ales; Corynebact 


ref|NR_025389.1 
11 1917433 Thermo 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


ref |NR_025367.1 
1949601 195111 
cetales; Pseudon 


ref|NR_025311.1 
2033216 203470 
ales; Corynebact 


elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 
Cryomorphaceae; Cryomorpha. 


Brevibacterium 


1131955 1133449 Brevibacterium sanguinis 
Brevibacteriaceae; 


Nakamurella 


39 1162206 Nakamurella multipartita DSM 
Frankineae; Nakamurellaceae; 


Sulfurihydrogenibium 


1240965 1242411 Sulfurihydrogenibium 
Sulfurihydrogenibium. 


Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacteriaceae; 


Brachybacterium 


82 1346861 Brachybacterium faecium DSM 


Dermabacteraceae; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Saccharothrix 
5 Saccharothrix 


Pseudonocardineae; 


Mycobacterium pulveris 
pulveris Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium agri 
agri Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 


neae; Dermabacteraceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Corynebacterium 
9 Corynebacterium 
erineae; 


Thermosipho geolei 
sipho geolei Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


ref |NR_025296.1 
2051875 205339 


Mycobacterium 
1 Mycobacterium 


595280 Bacteria_16S 
thermolithotrophu: 
thermolithotrophu: 
595280 Bacteria_16S 


poriferae strain 


poriferae Bacteri 


Mycobacteriaceae; 


595280 Bacteria_16S 


strain ATCC 51384 


Actinobacteria; Actinoba 
595280 Bacteria_16S 


strain YIM 90001 


Actinobacteria; Actinoba 
595280 Bacteria_16S 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 
595280 Bacteria_16S 
guaymasensis stra 


Bacteria; Aquific 


595280 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


595280 Bacteria_16S 


strain K265 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
595280 Bacteria_16S 2361749 2361721 10 38 gi| 219857486 |ref|NR_025074.1 
strain K300 16S ribosomal RNA, partial sequence 2361525 23629 


2087292 2087268 6 30 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2132764 2132740 16 40 gi 
087 16S ribosomal RNA, partial 


1 


ATCC 35 
a; Acti 
Mycobacterium. 
2135795 2135771 16 40 gi 
16S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
2149409 2149385 16 40 gi 
16S rib 
cteridae; Actinomycetales; Pseu 
2166010 2165986 16 40 gi 
s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 

2231149 2231129 10 30 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
2357200 2357168 6 38 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


al 


ne 


al 


2360225 2360197 10 38 
ibosomal RNA, partial sequence 


gi 


su 


se 
nobacteria; Actinobacteridae; Act 


ne 


do 


er 


Pe 


219878131 
sequence 
lfurobac 
219857646 
quence 

inomycet 


219857644 


219857578 
e 
rsephone 
219857489 


219857487 
2360002 23614 


bacterin 
219857635 
osomal RNA, partial sequence 2149165 21506 
nocardin 
219857624 


idae; Ac 


es; 


ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025235.1 
132540 213398 


ales; Corynebact 


ND 


ref |NR_025233.1 
74 2137022 Mycob 
eae; Mycobacteri 
ref|NR_025224.1 


21355 


eae; Pseudonocar 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


sequenc 


ref |NR_025166.1 
13 2232371 Persep 
lla. 
ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


22309 
23569 
Prop 


ref|NR_025075.1 


a 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 

Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


Persephonella 
honella guaymasensis 


Propioniferax innocua 
niferax innocua 


Propionibacteriaceae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
595280 Bacteria_16S 2533032 25330005 37 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

595280 Bacteria_16S 2593736 2593712 16 40 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
595280 Bacteria_16S 2609052 2609028 16 40 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

595280 Bacteria_16S 2610621 2610597 16 40 gi|219857258|ref|NR_024889.1| Prauserella rugosa 


strain DSM 43194 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


595280 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


595280 Bacteria_16S 


minutisporangium 


do 
2654907 2654875 5 37 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

2727084 2727064 10 30 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2797366 2797342 16 40 gi 
strain IFO 15962 16S ribosomal RNA, pa 


s 
Ac 


qu 
en 


rt 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
595280 Bacteria_16S 


219857169 
ence 

othermac 
219857118 
ial sequ 


nocardin 
219857221 
equence 
tinomyce 


eae; Pseudonocar 
ref|NR_024849.1 

2654667 265613 
tales; Corynebac 


ref|NR_024797.1 

2726822 272832 
eae; Persephonel 
ref|NR_024746.1 
ence 279714 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Corynebacterium 

8 Corynebacterium 
terineae; 


Persephonella 

8 Persephonella 
la. 
Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 


595280 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


595280 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


595280 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


595280 Bacteria_16S 


strain DSM 44183 
Actinobacteria; A 


595280 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


595280 Bacteria_16S 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 


osporangiaceae; Cryptosporangium. 
2827612 2827588 6 30 

ibosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho 
3204243 3204223 18 38 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
3207289 3207257 5 37 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3336065 3336041 16 


gi 


ia 
e; 


40 gi 


ctinobacteridae; Actinomycetales; Coryne 
3354387 3354359 10 38 gi 
rain CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 


et 
ae 


219856905 
2827347 28288 


219846785 
3204032 32054 


219846783 
1 sequen 


219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
bacterin 
219846680 
e sequen 


, 


3357510 3357482 10 38 gi 


219846678 


ref |NR_024726.1 


ref |NR_026377.1 


ref|NR_026375.1 
ce 3207052 320851 
Actinomycetales; Coryne 


ref|NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026272.1 
ce 3354134 335564 


Actinomycetales; Micro 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Brachybacterium 
5 Brachybacterium 
coccineae; 


ref|NR_026270.1 
3357257 335877 


Brachybacterium 
0 Brachybacterium 


nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; Brachybacterium. 

595280 Bacteria_16S 3359074 3359046 10 38 gi 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; 
Dermabacteraceae; Brachybacterium. 

595280 Bacteria_16S 3434218 3434186 5 37 gi 
pilosum strain ATCC 29592 16S ribosomal RNA, partial se 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 
595280 Bacteria_16S 3452386 3452358 10 
strain DSM 20315 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
595280 Bacteria_16S 3456970 3456942 10 38 gi 
strain DSM 20541 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
595280 Bacteria_16S 3493505 3493481 16 40 gi 
municipale strain DSM 44069 16S ribosomal RNA, partial 
municipale Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Thermocrispum. 

595280 Bacteria_16S 3523671 3523647 16 40 gi 
gregorii strain NCIB 12823 16S ribosomal RNA, partial s 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Ac 
Pseudonocardiaceae; Saccharopolyspora. 

595280 Bacteria_16S 3615310 3615286 16 40 
strain 1066 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
595280 Bacteria_16S 3636238 3636214 16 40 gi 
strain ATCC 43910 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
595280 Bacteria_16S 3663819 3663795 16 40 gi 
bohemicum strain DSM 44277 16S ribosomal RNA, partial s 
bohemicum Bacteri 
Mycobacteriaceae; Mycobacterium. 

595280 Bacteria_16S 3721179 3721155 16 40 gi 
hassiacum strain 3849 16S ribosomal RNA, partial sequen 


38 gi 


‘tL 


gi 


al 


ce 


s 


qu 
in 


oc 
oc 
se 


Ac 


eq 


ne 


eq 
a; Actinobacteria; Actinobacteridae; Act 


219846677 
equence 
Actinomy 


219846620 
ence 
omycetal 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
occineae 
219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
occineae 
219846580 
quence 

tinomyce 


219846560 
uence 
nomyceta 


219846495 
3615060 36165 
bacterin 
219846481 


219846462 
uence 
inomycet 


219846420 


es; 


ref |NR_026269.1 
3358821 336033 
cetales; Microc 


ref|NR_026212.1 
3433993 343537 
es; Corynebacter 


ref|NR_026200.1 


; Micrococcaceae 
ref |NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026172.1 

3493260 349458 
tales; Pseudonoc 


ref|NR_026152.1 
3523483 352488 
les; Pseudonocar 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


36360 
Cory 


ref|NR_026054.1 
3663577 366509 
ales; Corynebact 


’ 


ref|NR_026011.1 


3720952 3722442 Mycoba 


fo} 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Thermocrispum 
8 Thermocrispum 
ardineae; 


v 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 
Clavibacter 


uence 3768438 3769927 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Nocardioides 
7 Nocardioides 
bacterineae; 


Mycobacterium 
2 Mycobacterium 


cterineae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Saccharothrix 

0 Saccharothrix 
cardineae; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Nocardia 

Nocardia 
ebacterineae; 


Nocardia sienata 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 

Mycobacterium. 

595280 Bacteria_16S 3768666 3768638 10 38 gi| 219846385 |ref|NR_025976.1 

michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial seq 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 

595280 Bacteria_16S 3859483 3859459 13 37 gi|219846322|ref|NR_025912.1 

strain 4229 16S ribosomal RNA, partial sequence 3859256 38606 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

595280 Bacteria_16S 4050731 4050703 10 38 gi|219846186|ref|NR_025776.1 

ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 405187 

ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 

Nocardioidaceae; Nocardioides. 

595280 Bacteria_16S 4062711 4062687 16 40 gi| 219846177 |ref|NR_025767.1 

nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 406399 

nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 

Mycobacteriaceae; Mycobacterium. 

595280 Bacteria_16S 4120208 4120180 10 38 gi| 219846137 |ref|NR_025727.1 

strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 

595280 Bacteria_16S 4210381 4210357 16 40 gi|219846068|ref|NR_025658.1 

algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 421159 

algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 

Actinosynnemataceae; Saccharothrix. 

595280 Bacteria_16S 4243708 4243680 10 38 gi|219722939|ref|NR_024571.1 

strain C3H-21 16S ribosomal RNA, partial sequence 4243475 42448 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 

595280 Fungi_16S 10885 10851 6 40 gi|219857175|ref|NR_024803.1 

yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 

yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 

Nocardiaceae; Nocardia. 

595280 Fungi_16S 9405 9364 5 46 gi|219857197|ref|NR_024825.1 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


10588 


Nocardia sienata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


595280 Fungi_16S 
strain IFM 10035 
Actinobacteria; 
595280 Fungi_16S 
strain IFM 078 
Actinobacteria; 
595280 Fungi_16S 
strain IFM 057 
Actinobacteria 
595280 Fungi_16S 
strain IFM 100 
Actinobacteria; 
595280 Fungi_16S 
strain YZ-96 16S 
Actinobacteria; 


595280 Fungi_16S 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
596274 Bacteria_16S 
islandicus strain 
Bacteria; Nitrosp 
596274 Bacteria_16S 
autotrophicus str 
Proteob 
596274 Bacteria_16S 
ferrooxidans stra 
Bacteria; Nitrosp 
596274 Bacteria_16S 


Bacteria; 


ferriphilum strai 
Bacteria; Nitrosp 


596274 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


596274 Bacteria_16S 


strain 941 16S ri 


strain AS130 16S 


strain PL7HG1 16S 


populi BJ001 16S 
Bacteria; Proteob 


596274 Bacteria_16S 


strain 173-96 16S 


entanii strain LT 
Bacteria; Proteob 


596274 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


596274 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


596274 Bacteria_16S 


strain AMX51 16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


596274 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


596274 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


254 219 5 40 gi 
16S ribosomal RNA, partial sequence 1 


Actinobacteridae; Actinomycetales; Cory 


1763 1728 5 40 gi 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


3301 3266 5 40 gi 


5 16S ribosomal RNA, partial sequence 3067 
; Actinobacteridae; Actinomycetales; Cory 


4861 4826 be} 40 gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


6417 6382 5 40 
ribosomal RNA, partial sequence 


gi 


7918 7883 5 40 gi 


3287695 3287656 1 39 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3307629 3307605 1 25 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1432062 14320275 39 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
795591 795558 7 39 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
254752 254728 1 25 gi 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
353304 353280 1 25 gi 
bosomal RNA, partial sequence 


354763 354739 1 25 
ribosomal RNA, partial sequence 


gi 


383311 383287 1 25 
ribosomal RNA, partial sequence 


gi 


415832 415808 1 25 

ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
559783 559743 5 45 gi 
ribosomal RNA, partial sequence 


gi 


667284 667264 5 25 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
824713 824689 1 25 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826215 826191 1 25 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
842972 842948 1 25 gi 
ribosomal RNA, partial sequence 


870321 870297 1 25 gi 
in B0O71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


1057106 1057082 1 25 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1365360 1365336 1 25 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


596274 Bacteria_16S 


6163 
Actinobacteridae; Actinomycetales; Cory 


265678352 
1514 


265678351 
3016 


265678350 
4565 


265678349 
6112 


265678348 
7670 


265678342 
9123 


219846729 
ence 32871 
hermodesul 
219846716 
ence 33071 
les; 
224581434 
ence 14315 
eptospiril 
265678515 
nce 79504 
eptospiril 
265678892 


254252 255652 Afipi 


ipia. 
265678821 


352821 35423 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
596274 Bacteria_16S 


microbiace 
265678820 


354284 35569 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
596274 Bacteria_16S 


microbiace 
265678799 


382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
596274 Bacteria_16S 


rhizobiace 
265678777 


415329 41680 
les; Methy 


265678679 


559287 56077 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
596274 Bacteria_16S 


Acetobacte 
265678604 
nce 66678 
rillales; 

265678496 


824212 825662 Bosea 


sea. 
265678495 


825713 827158 Bosea 


sea. 
265678484 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
596274 Bacteria_16S 


rhizobiace 
265678465 
uence 
ria; Rhizo 
265678339 
al sequenc 
eria; Rhiz 


228719040 
ence 13648 
les; Brady 


1397078 1397054 1 25 gi 


nebacterin 


nebacterin 


nebacterin 


nebacterin 


nebacterin 


nebacterin 


Xanth 


ref |NR_028654.1 


Nocardiace 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref |NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref |NR_028818.1 
0 796555 Leptos 
lum. 
ref 
a br 


NR_029200.1 
oomeae Bacte 
ref|NR_029126.1 


ae; 
ref 


Rhodoplanes 
NR_029125.1 


ae; 
ref 


Rhodoplanes 
NR_029104.1 


Bradyrhizobi 
NR_029082.1 


ae; 
ref 


loba 
ref 


cteriaceae; 
NR_028984.1 


raceae; Roseomon 
ref |NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref |NR_028799.1 
vestrisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


’ 


ref|NR_028787.1 
ae; Bosea. 
ref|NR_028768.1 

869838 871263 
biales; Bradyrhi 


ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 


228715764 


nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
a 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Thermodesulfovibrio 
desulfovibrio islandicus 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Leptospirillum 
pirillum ferrooxidans 


Leptospirillum 
pirillum ferriphilum 


Afipia broomeae strain 
ria; Proteobacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 

Gluconacetobacter 

acetobacter entanii 

; Gluconacetobacter. 
Bosea vestrisii strain 

ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Nitrobacter 
acter hamburgensis X14 
trobacter. 


ref|NR_027539.1 
1396599 139803 


Methylobacterium 
3 Methylobacterium 


nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


Methylobacterium. 
596274 Bacteria_ 


strain SA35 16S r 


596274 Bacteria_ 


faecalis strain g 
Proteob 
596274 Bacteria_16S 
asaccharovorans s 
asaccharovorans B 


Bacteria; 


Chelatococcus. 


596274 Bacteria_16S 
fujisawaense stra 
fujisawaense Bact 


Methylobacterium. 


596274 Bacteria_16S 
strain 7d 16S rib 


Bacteria; 


strain 63287 16S 


europaeus strain 
Bacteria; 
Bacteria; 


strain TagT2C 16S 


oligotrophica str 
oligotrophica Bac 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


596274 Bacteria_16S 


strain 34633 16S 
hispanicum strain 
Bacteria; Proteob 


aquaticum strain 
Bacteria; Proteob 


valerianellae str 
valerianellae Bac 


605006 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


Proteob 
596274 Bacteria_16S 
intermedius strai 
Proteob 
596274 Bacteria_16S 


16S 1492770 1492746 1 


16S 1572515 1572491 1 


1867974 1867950 1 


1939305 1939281 1 


2220840 2220816 1 


2222249 22222251 


2299944 22999201 


2301412 2301388 1 


2860150 2860126 1 


3003495 30034755 


3118178 3118158 5 


3239440 32394161 


3309091 3309067 1 


3553152 35531325 


3912033 3912009 1 


3939108 3939084 1 


4222887 4222863 1 


4239501 4239477 1 


4240960 4240936 1 


576465 576559 1 


teria; Proteobacteria; 
951696 951790 1 


2544874 2544968 1 


n TF2 16S ribosomal RNA, 
acteria; Alphaproteobacteria; Rhodospirillales; 


25 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


25 


c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 


25 


train TE2 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


25 


in DSM 5686 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


25 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 
596274 Bacteria_16S 
aminoxidans strai 
Proteob 
596274 Bacteria_16S 


25 


n 14a 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 


25 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
596274 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
596274 Bacteria_16S 
carboxydohydrogen 
carboxydohydrogen 
596274 Bacteria_16S 


25 


25 


25 


DES11 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 


25 


25 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
596274 Bacteria_16S 
strain 301 16S ri 


25 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
596274 Bacteria_16S 
hansenii strain N 
hansenii Bacteria; 
Gluconacetobacter. 
596274 Bacteria_16S 


25 


CIB 8746 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospir 


25 


ain S58 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 
596274 Bacteria_16S 
TK 0001 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteria; 


25 


25 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
596274 Bacteria_16S 


25 


GP34 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; Methy 
596274 Bacteria_16S 


25 


GR16 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; Methy 
605006 Bacteria_16S 
ain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 
Betaproteobacteria; 


94 


94 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
605006 Bacteria_16S 


94 


2300928 2302353 Afipi 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 


complete sequence 31176 


complete sequence 


gi|219846714 
1492298 14937 


219857383 
15720 


gi 


gi|219878289 


gi|219878235 


gi|219857585 
2220358 22217 


219857584 
22217 
Xanth 
gi| 219857530 
2299447 23008 


gi 


219857529 


gi 


gi| 219856884 


a strain DSM 1083 16S ribosomal RNA, partial sequence 
a Bacteria; Proteobacteria; Alphaproteobacteria; 


219846921 
30029 


gi 


gi| 219846843 


gi|219846761 
3238968 32403 


gi|219846715 
3308619 33100 


gi|219846541 
gi|219846286 


Rhiz 
gi|219846266 
Rhizobi 


gi| 219846056 
4222451 42238 


219846042 
42390 


gi 


219846041 
42404 


gi 
gi|265678668 


gi| 265678411 
951100 95259 


Burkholderiales; 


ref |NR_026306.1 
11 Xanthobacter 


ref|NR_024971.1 


NR_025428.1 


ref |NR_025374.1 


ref|NR_025173.1 
41 Xanthobacter 


ref|NR_025172.1 


ref|NR_025118.1 


Bosea. 
NR_025117.1 


ae; 
ref 


ref |NR_024703.1 


285967 


ref |NR_026513.1 


ref |NR_026435.1 


ref |NR_026353.1 
79 Xanthobacter 
ae; 
ref |NR_026307.1 
30 Xanthobacter 
ae; 
ref |NR_026133.1 

3552654 355413 
illales; 


ref|NR_025876.1 

3911550 391285 
obiales; Bradyrh 
ref|NR_025856.1 

3938625 394003 
ales; Methylobac 
ref|NR_025646.1 
ae; Afipia. 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref |NR_028973.1 


Coma: 
ref|NR_028713.1 


ae; Curvibacter. 


gi|219857347 


ref |NR_024935.1 


a birgiae Bacteria; 


Xanthobacter agilis 


agilis Bacteria; 
Xanthobacter. 


Rhodopseudomonas 


32 1573475 Rhodopseudomonas faecalis 
Bradyrhizobiaceae; Rhodopseudomonas. 


Chelatococcus 


1867493 1868858 Chelatococcus 
Rhizobiales; Beijerinckiaceae; 


Methylobacterium 


1938810 1940249 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 


Xanthobacter viscosus 


viscosus Bacteria; 
Xanthobacter. 


Xanthobacter 


92 2223169 Xanthobacter aminoxidans 
obacteraceae; Xanthobacter. 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Afipia birgiae strain 
Proteobacteria; 


Pseudomonas 
1 2861120 Pseudomonas 


Rhizobiales; Bradyrhizobiaceae. 


Gluconacetobacter 


97 3004478 Gluconacetobacter europaeus 
Acetobacteraceae; 


Gluconacetobacter. 
Gluconacetobacter 


80 3119160 Gluconacetobacter intermedius 
Acetobacteraceae; 


Gluconacetobacter. 
Xanthobacter tagetidis 


tagetidis Bacteria; 
Xanthobacter. 


Xanthobacter flavus 


flavus Bacteria; 
Xanthobacter. 


Gluconacetobacter 
4 Gluconacetobacter 


Acetobacteraceae; 


Agromonas 

7 Agromonas 
izobiaceae; Agromonas. 
Methylobacterium 

1 Methylobacterium 
teriaceae; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Acidovorax facilis 


strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCT 
CGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAATCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTAGNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGGGC 
GGTAACAGGGAGGCGCTTGCGCCTTTGCTGACGAGCGGCGGACGGGTGAGTAAAGTCTGGGGATCTGCCTGATGGAGGGGGATAACCACTGGAAACGGTGGCTAA 
TACCGCATGATGTTGCGAGACCAAAGTGGGGGACCTGAGAGGGCCTCACGCCATCGGATGAACCCAGATGGGATTAGCTAGTAGGTAGGGTAATGGCCTACCTAG 
GCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
GAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGTTTGGCCTGAAGAGGGTTAAATTTTGACGT 
TACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGCACGCAGGCGGTC 
AATTAAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAACGGCATCTAAGACTGGTTGGCTAGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAA 
ATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGGCCATGAGTTGTGGCTTCCGAAGCAAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTT 
AAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTTCC 
CGGAGACGGGGAAGTGCCTTAGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATCCTTTGTTGCCAGCACGTGAAGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTA 
GGGCTACACACGTGCTACAATGGCGGATACAAAGTGAAGCGACCTCGCGAGAGCAAGCGGAACACACAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGA 
CTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTGGCAA 
AAGAAGTCGGTAGCCTAACCGTAAGGGGGGCGCTGACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATCA 
CCTCCTTAATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCGTGCTTACCATGCAAGTCGCACGATGAACCTGGAGC 
TTGCTCTGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAACCCCGAGAAATCGGAGCTAATACCGGATAGGACCTGG 
AACCGCATGGTTTTGGGTGGAAAGTTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGG 
CCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAAC 
GCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGGGCTTCGGCTTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCTGCTGTGAAATCCCGAGGCTCAACC 
TCGGGCCTGCAGTGGGTACGGGCAGACTGGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAA 
GGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGATGTG 
GGGACCATTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGCCGCAGAAATGTGGAACTCTTTGGACACTCGTAT 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGTATGTTGCCAGCACGTAATGGTGGGAAC 
TCATATGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAA 
GGGCTGCGATGTCGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGA 
GCCGTCGAAGGTGGGATCGGTGAGTAGGAC TAAGTCGAACAAGGAGCCGACCGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAAC 
ACGTAGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATCACTTTTCCTCGCATGGGGGAGGGTTGAAAGCTCCGGCGGTGC 
AGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCAGCAGGGAAGAAGCGTGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGA 
ATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAG 
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAG 
CGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTA 
AGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGA 
ACCTTACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGG 
TGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATGCCGTGAGGTGGAGCGAATCTCAAA 
AAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCGGCATTGCTGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCCTTGTGGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACG 
AAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCC 
NGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAA 
GCCCGGGAAACTGGGTCTAATACCGGATACGACCNCTCTTCGCATGTAGTGGCGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGT 
GGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGT 
ACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTT 
GTCGCGTCTGTCGTGAAAGCCCACGGCTTAACCGTGGGTCTGCGGTGGATACGGGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAA 
TGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTTCTTCCACGGATTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGCGGAACATGTTGCTTAATTCGACCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCGGAAATCCCGC 
AGAGATGCGGGGTCCTTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTT 
CCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCT 
GCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCG 
TGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGA 
AGCCCGTGGCCCAACCAAGCAATGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGTAACAAGGGAGCCGTACCGGAAGGTGCGGCTGGATCAC 
CTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACA 
TGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTCCACTTCGGGATAAGCCTTGGAAACGGGGTC 
TAATACCGGGTATGAGCGTCTGCCGCATGGTGGGCGTTGGAAAGTTTTTCGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAA 
GGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGGTGTGAAA 
TCCCGAGGCTCAACCTCGGGCTTGCATCGGGTACGGGCGGACTAGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGG 
AACACCGATGGCGAAGGCAGGTCTCTGGGCAGTCACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGT 
TGGGCACTAGGTGTGGGGGCCATTCCACGGTTCCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCGCCGGACAGCGTCAGAGATGGCGTCTCC 
GCAAGGTCGGCGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCGGG 
TTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 


605006 Bacteria_16S 2743835 2743929 1 94 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

605006 Bacteria_16S 2849354 2849448 1 94 gi|219856891|ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
605006 Bacteria_16S 3269477 32695711 94 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 
strain Feox-1 16S ribosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 

605006 Bacteria_16S 948576 948670 1 94 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

605006 Bacteria_16S 950137 950231 1 94 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

605006 Bacteria_16S 1548760 1548854 1 94 gi| 219857245 |ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

605006 Bacteria_16S 3014094 3014188 1 94 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

605006 Bacteria_16S 3794677 3794771 1 94 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

605006 Bacteria_16S 3962913 3963007 1 94 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

605006 Bacteria_16S 2315212 2315304 3 94 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
strain KCTC 12005 16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

605006 Bacteria_16S 2847793 2847887 1 94 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

605006 Bacteria_16S 533834 533928 1 94 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

605006 Bacteria_16S 1037391 1037485 1 94 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

605006 Bacteria_16S 2861769 2861863 1 94 gi| 219856883 |ref|NR_024702.1| Curvibacter 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
605006 Bacteria_16S 1376242 1376336 1 94 gi|228717818|ref|NR_027567.1| Polaromonas 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 


CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

605006 Bacteria_16S 953247 953341 1 94 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

605006 Bacteria_16S 954807 954901 1 94 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

605006 Bacteria_16S 1197723 1197817 1 94 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
605006 Bacteria_16S 1550226 1550320 1 94 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

605006 Bacteria_16S 1551698 1551788 5 94 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

605006 Bacteria_16S 1725159 1725253 1 94 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 
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2749537 2749631 1 94 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
3971768 3971862 1 94 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
947010 947104 1 94 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
1480743 1480837 1 94 gi|219878371|ref|NR_025510.1| Alicycliphilus 
16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
1936379 1936473 1 94 gi|219878237|ref|NR_025376.1| Comamonas 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
2352891 2352985 1 94 gi|219857492|ref|NR_025080.1| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
2499956 2500043 5 91 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
2499368 2500857 Azoarcus toluclasticus Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
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strain S5b2 16S r 
Proteobacteria; B 


605006 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


605006 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


605006 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


605006 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


Proteobacteria; B 


605006 Bacteria_16S 


B 
605006 Bacteria_16S 


B 


3589699 3589792 1 94 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
156896 156983 5 91 
ribosomal RNA, partial sequence 


gi 


gi 


1373149 1373236 1 87 
S ribosomal RNA, partial sequence 


gi 


1465522 1465609 5 91 
ibosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


391084 391178 1 94 gi 


3061224 30613105 90 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
2410749 2410822 22 94 gi 


etaproteobacteria; Burkholderiales; Te 
2644814 2644858 50 94 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
4081433 4081477 50 94 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
588488 588575 1 87 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
892834 892921 1 87 gi 


etaproteobacteria; Burkholderiales; Bu 
1002446 1002533 1 87 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1424342 14244255 87 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1438285 14383685 87 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2650814 2650901 1 87 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
3059683 3059766 5 87 gi 
ibosomal RNA, partial sequence 


gi 


gi 


gi 


4194299 4194343 50 94 gi 
etaproteobacteria; Burkholderiales; Al 
20222 20309 L 87 gi 


3589120 35906 
Id 


156293 15781 
etaproteobacteria; Rhodocyclales; Rhod 
605006 Bacteria_16S 
1372563 13740 
etaproteobacteria; Burkholderiales; Bu 
605006 Bacteria_16S 
1464924 14664 


3963836 39652 
Rhod 


n cf 16S ribosomal RNA, partial sequen 


acteria; Betaproteobacteria; Burkholde 
605006 Bacteria_16S 


6S ribosomal RNA, partial sequence 2410156 24116 


4080799 40822 


587905 58931 


16S ribosomal RNA, partial sequence 892248 89373 


1001834 10033 


Rhod 


1423741 14252 
Rhod 


1437684 14391 
Rhod 


2650247 2651682 Azosp 


3059104 30605 
etaproteobacteria; Rhodocyclales; Rhod 
605006 Bacteria_16S 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 


219846516 


eonella. 
265678958 


ocyclaceae 
228717983 


rkholderia 
224581409 


ocyclaceae 
265678794 
ce 39048 
riales; Bu 
219846881 
equence 

teria; Rho 
219857453 


pidimonas. 
219857228 
e 26441 
riales; Co 
219846165 


pidimonas. 
265678660 


rkholderia 
265678449 


rkholderia 
265678376 


ocyclaceae 
224581442 


ocyclaceae 
224581429 


ocyclaceae 
219857224 


pira. 
219846882 


ocyclaceae 
219846079 


caligenace 


ref|NR_026108.1| Ideonella dechloratans 
19 Ideonella dechloratans Bacteria; 


ref|NR_029266.1| Azoarcus evansii 
8 Azoarcus evansii Bacteria; 

; Azoarcus. 
ref|NR_027569.1 
50 Burkholderia 


Burkholderia unamae 
unamae MTI-641 Bacteria; 
ceae; Burkholderi 


: ria. 
ref|NR_027190.1| Azoarcus buckelii 
33 Azoarcus buckelii Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

1829923 1830010 1 87 gi|219878316|ref|NR_025455.1| Propionivibrio 
olChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 

1835975 1836062 1 87 gi|219878311|ref|NR_025450.1| Sterolibacterium 
ain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

3113647 31137345 91 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

3522518 3522605 1 87 gi|219846561|ref|NR_026153.1| Thauera aromatica 
6S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

3855368 3855455 5 91 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

3964420 3964507 1 87 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 
; Rhodocyclus. 
ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref |NR_026473.1 
3060645 306213 
docyclales; Rhodocyclaceae; Thauera. 
ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 

Thauera 
5 Thauera 


ref |NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hydrogenophaga. 
ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 


Hydrogenophaga 
enophaga intermedia 


ref|NR_028965.1| Burkholderia tropica 
0 Burkholderia tropica Bacteria; 
ceae; Burkholderia. 

ref|NR_028751.1| Pandoraea sputorum 

2 Pandoraea sputorum Bacteria; 


ceae; Pandoraea. 

ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 

; Azovibrio. 

ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 

; Thauera. 

ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 

; Thauera. 

ref|NR_024852.1| Azospira oryzae strain 
ira oryzae Bacteria; Proteobacteria; 


ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 

; Thauera. 

ref|NR_025669.1| Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


265679050 


multivorans strain Struelens 16S ribosomal RNA, partial sequence 


ae; Kerstersia. 
ref |NR_029358.1| Burkholderia 
19628 21106 Burkholderia 


multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 


605006 Bacteria_16S 
seropedicae strai 
Proteob 
605006 Bacteria_16S 
strain OXB 16S ri 
B 
605006 Bacteria_16S 


Bacteria; 


Proteobacteria; 


strain CDC F5101 
Proteobacteria; 


lusitanum strain 
Bacteria; 
Bacteria; 


strain LMG 18106 
Proteobacteria; 


strain LMG 16407 


Proteobacteria; 


Proteobacteria; B 


605006 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


605006 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


605006 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


605006 Bacteria_16S 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


605006 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


605006 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


605006 Bacteria_16S 


strain IPT10 16S 


Proteobacteria; B 


605006 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


605006 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


605006 Bacteria_16S 


parapertussis str 
parapertussis Bac 


605006 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


605006 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


605006 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; B 


605006 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


B 
605006 Bacteria_16S 


Proteob 
605006 Bacteria_16S 
alkaliphilum stra 
Proteob 
605006 Bacteria_16S 


B 
605006 Bacteria_16S 


B 
605006 Bacteria_16S 
13501 16S ribosomal RNA, 


64198 64289 1 91 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
266785 266876 1 91 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
289486 289525 55 94 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
738555 738646 1 91 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
841549 841640 1 91 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
894373 894456 5 87 gi 


ri 


ne 


etaproteobacteria; Burkholderiales; Bu 
895908 895991 5 87 gi 


etaproteobacteria; Burkholderiales; Bu 
1193116 1193155 55 94 gi 
complete sequence 
etaproteobacteria; Burkholderiales; Al 
1388254 13883375 87 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1456587 1456626 55 94 gi 


EY3918 16S ribosomal RNA, partial sequen 


605006 Bacteria_16S 


strain SWub3 16S 


265679021 
ence 63592 
riales; 
265678882 
266185 26767 
alobactera 
265678867 
28882 
caligenace 
265678555 
ence 73794 
Ox 
265678485 
84098 
irillales; 
265678448 
16S ribosomal RNA, partial sequence 893783 89526 
rkholderia 
265678447 
16S ribosomal RNA, partial sequence 895318 89680 
rkholderia 
228715722 
1192457 1193978 Borde 
caligenace 
228716720 
1387667 13891 
rkholderia 
224581416 


ales; 


e 


ce 14559 


ribosomal RNA, partial sequence 


Ox 


ref|NR_029329.1 

65117 Herba 
alobacteraceae; 
ref|NR_029188.1 
2 Oxalobacter f 
ceae; Oxalobact 
ref |NR_029173.1 
4 290348 Borde 
ae; Bordetella. 
ref|NR_028859.1 
8 739471 Herba 
alobacteraceae; 
ref|NR_028788.1 
1 842417 Marin 
Marinospirillu 
ref|NR_028750.1 
7 Pandoraea pul 
ceae; Pandoraea 
ref |NR_028749.1 
2 Pandoraea api 
ceae; Pandoraea 
ref |NR_027537.1 
tella hinzii LM 
ae; Bordetella. 
ref|NR_027554.1 
46 Burkholderia 
ceae 
ref 


’ 


NR_027197.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


s 


e 


ot 


s 


Oo 
m. 


G 


Burkholder 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 

Oxalobacter formigenes 
ormigenes Bacteria; 

Ts 

Bordetella holmesii 

ella holmesii Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Marinospirillum 
spirillum alkaliphilum 


Pandoraea pulmonicola 
monicola Bacteria; 


Pandoraea apista 
sta Bacteria; 


Bordetella hinzii LMG 
13501 Bacteria; 


Burkholderia tuberum 
tuberum STM678 Bacteria; 
ia. 

Achromobacter 


66 1457283 Achromobacter ruhlandii 


acteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
1471662 1471701 55 94 gi|224581405|ref|NR_027186.1| Achromobacter 
EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

1686790 1686877 1 87 gi|219878417|ref|NR_025556.1| Tepidiphilus 
in N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
eria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 

1897368 1897407 55 94 gi|219878265|ref|NR_025404.1| Bordetella trematum 
16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1947158 1947197 55 94 gi|219878230|ref|NR_025369.1| Bordetella petrii 
6S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

2330303 2330386 5 87 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

2835594 2835677 5 87 gi|219856900|ref|NR_024721.1| Burkholderia 
n KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

3803811 3803850 55 94 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

3805325 3805364 55 94 gi|219846359|ref|NR_025950.1| Bordetella 
ain 522 16S ribosomal RNA, partial sequence 3804660 3806123 Bordetella 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

3806839 3806878 55 94 gi|219846358|ref|NR_025949.1| Bordetella 
rain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

4122129 41222161 87 gi|219846135|ref|NR_025725.1| Petrobacter 
strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

4175977 4176016 55 94 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
6S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

4177462 4177501 55 94 gi|219846095|ref|NR_025685.1| Achromobacter 
LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
a; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

2653835 26539215 90 gi|219857222|ref|NR_024850.1| Azoarcus communis 


2653267 2654616 Azoarcus communis Bacteria; 


605006 Bacteria_16S 


citronellolis strain DSM 50332 16S ribosomal RNA, parti 
citronellolis Bacteria; 


Pseudomonas. 
605006 Bacteria_16S 


strain CreCitl 16S ribosomal RNA, partial sequence 


2972960 2973050 1 
Proteobacteria; 


3053585 3053679 1 


90 


Gammaproteobacteria; 


94 


gi 


219846941 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


605006 Bacteria_16S 
strain C4D1M 16S 


605006 Bacteria_16S 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 


Bacteria; 
605006 Bacteria_16S 


strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


605006 Bacteria_16S 
pyrrocinia strain 
Bacteria; 


234805 234888 5 


236441 236524 5 


238019 238106 1 


239568 239655 1 


Burkholderia cepacia complex. 


605006 Bacteria_16S 


241154 241241 1 


87 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


87 


87 


87 


87 


strain 717 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


complex. 
605006 Bacteria_16S 
xenovorans strain 
Bacteria; 
605006 Bacteria_16S 
strain R 8118 16S 


605006 Bacteria_16S 


australiensis strain Ben 117 16S ribosomal RNA, partial 
australiensis Bacteria; 


Quatrionicoccus. 
605006 Bacteria_16S 


256288 256371 5 


467982 468065 5 


481774 481861 1 
Proteobacteria; 


1035850 1035941 1 


87 


87 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


87 


Betaproteobacteria; 


91 


strain 7-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 


605006 Bacteria_16S 


1359509 1359596 1 


87 


al sequence 2972376 297388 
Pseudomonadales; 


ref|NR_026533.1 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


gi|219846886|ref|NR_026478.1| Formivibrio citricus 
3052993 3054482 Formivibrio citricus Bacteria; 
Formivibrio. 
gi|265678905|ref|NR_029213.1| Burkholderia graminis 
234235 235834 Burkholderia graminis Bacteria; 
rkholderiaceae; Burkholderia. 
gi|265678904|ref|NR_029212.1| Burkholderia 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


gi 


2327 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 
24 


gi 


gi 


46 


gi 


gi 


265678903 


265678902 


265678901 


265678891 


265678739 


265678730 
sequence 


265678354 


1035238 10367 


gi 


228720024 


thailandensis strain E264 16S ribosomal RNA, partial sequence 


thailandensis E264 Bacteria; 


Burkholderia; 
605006 Bacteria_16S 


1533501 1533588 1 


Proteobacteria; 
pseudomallei group. 


87 


gi 


Betaproteobacteria; 


219857425 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 


cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


Burkholderia; 
605006 Bacteria_16S 


1878646 1878733 5 


91 


gi 


219878282 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 


thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; 


605006 Bacteria_16S 


1965353 1965444 1 


91 


gi 


Burkhol 
219878218 


subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 


subsp. parafaecalis Bacteria; 


Alcaligenes. 
605006 Bacteria_16S 


1971153 1971244 1 


Proteobacteria; 


91 


gi 


Betaproteobacteria; 


219878214 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 


frisingense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 
605006 Bacteria_16S 
strain 47Lol 16S 


605006 Bacteria_16S 
strain LMG 16225 


2069177 2069260 5 


2384836 2384919 5 


87 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


87 


gi 


Burkhol 


219878144 


2068593 20700 


gi 


219857470 


16S ribosomal RNA, partial sequence 2384259 23857 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


605006 Bacteria_16S 
caledonica strain 


605006 Bacteria_16S 


2386360 2386443 5 


2575621 2575708 1 


87 


87 


gi 


LMG 19076 16S ribosomal RNA, partial 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; 


gi 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial 


asinigenitalis Bacteria; 


605006 Bacteria_16S 


Proteobacteria; 
2652349 2652432 5 


Betaproteobacteria; 


87 


strain VB32 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


605006 Bacteria_16S 


2718230 27183211 


91 


gi 


219857469 
sequence 


219857284 
sequence 


219857223 


2651733 26532 


gi 


219857176 


rkholderiaceae; 


0595 242072 Burkholderia 
rkholderiaceae; 


Burkholderiaceae; 
7397 468893 Burkholderia 
rkholderiaceae; 


Rhodocyclales; 


alobacteraceae; 


Burkholderiales; 


Burkholderiales; 


Burkholderiales; Alc 


ref |NR_029211.1 


ref |NR_029210.1 


ref|NR_029209.1 


ref|NR_029199.1 


ref|NR_029044.1 
Burkholder 
ref|NR_029035.1 
481171 482647 
Rhodoc 
ref|NR_028656.1 
Herbaspiri 
ref |NR_027587.1 
1358923 136041 
Burkholderiales; 


ref|NR_025013.1 
1532915 153432 
Burkho 


ref|NR_025421.1 
1878060 187954 
deriales; Burkho 
ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 
ref |NR_025283.1 


Thauera. 
ref |NR_025058.1 


ceae; Burkholder 
ref|NR_025057.1 
2385781 238725 
Burkhol 
ref|NR_024915.1 
2575008 257651 


ref|NR_024851.1 


; Azoarcus. 


235885 237406 Burkholderia phenazinium 
Burkholderiaceae; 


Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 
Burkholderia. 


Burkholderia 


239017 240544 Burkholderia pyrrocinia 
Burkholderiaceae; 


Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 
Burkholderia; Burkholderia cepacia 


Burkholderia 


LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Burkholderia. 
Burkholderia terricola 


terricola Bacteria; 


he 
Quatrionicoccus 
Quatrionicoccus 
yclaceae; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 

Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Limnobacter 

7 Limnobacter 
lderiaceae; Limnobacter. 
Alcaligenes faecalis 

0 Alcaligenes faecalis 

; Alcaligenaceae; 


Herbaspirillum 
9 Herbaspirillum 


acteraceae; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Burkholderia fungorum 


30 Burkholderia fungorum Bacteria; 


ia. 

Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


ref|NR_024804.1 


Herbaspirillum 


chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 


chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 
605006 Bacteria_16S 2867941 2868032 1 91 gi 
huttiense strain ATCC 14670 16S ribosomal RNA, partial 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; 
Herbaspirillum. 
605006 Bacteria_16S 
dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 
605006 Bacteria_16S 


se 
B 


3055127 3055214 1 87 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


1 
er 


3074516 3074603 1 87 gi 
limneticum strain cda-1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocycl 
605006 Bacteria_16S 3350122 3350205 9 91 gi 
strain LMG 2207 1 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
605006 Bacteria_16S 727970 728056 5 90 gi 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
605006 Bacteria_16S 733896 733986 1 90 gi 
halophila strain 4270 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
605006 Bacteria_16S 821645 821735 1 90 gi 
strain IMT37 16S ribosomal RNA, partial sequence 821061 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
605006 Bacteria_16S 1622962 1623052 1 90 gi 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial s 
stercoricanis Bacteria; Proteobacteria; Betaproteobacte 
605006 Bacteria_16S 2583153 2583243 1 90 gi 
strain CIP 104883 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
605006 Bacteria_16S 2607902 2607992 1 90 gi 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, part 
naphthovorans Bacteria; Proteobacteria; Gammaproteobact 
605006 Bacteria_16S 2815844 2815934 1 90 gi 
alcaliphila strain AL15-21 16S ribosomal RNA, partial s 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacter 
Pseudomonas. 
605006 Bacteria_16S 2920115 2920205 1 90 gi 
plecoglossicida strain FPC951 16S ribosomal RNA, partia 
plecoglossicida Bacteria; Proteobacteria; Gammaproteoba 
Pseudomonas. 
605006 Bacteria_16S 
strain PS-1 16S r 
Proteobacteria; G 
605006 Bacteria_16S 
strain B62 16S ri 
Proteobacteria; G 
605006 Bacteria_16S 
AMMD 16S ribosoma 
Proteobacteria; B 
complex. 

605006 Bacteria_16S 


en 
al 


ce 


eq 


ria; 


na 
ial 
er 


eq 


ia; 


1 
ct 


3797723 3797813 1 90 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3809781 3809871 1 90 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1472997 1473084 1 87 gi 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


ci 


2307713 2307754 50 91 
strain K24 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
605006 Bacteria_16S 3999699 3999752 35 87 gi 
strain 25-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
605006 Bacteria_16S 4100855 4100908 35 87 gi 
tainanensis strain S1 16S ribosomal RNA, complete seque 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseria 
605006 Bacteria_16S 1429064 1429120 35 90 gi 
antibioticus strain USAM 3C 16S ribosomal RNA, partial 

antibioticus Bacteria; Proteobacteria; Gammaproteobacte 
Lysobacter. 
605006 Bacteria_16S 205847 205934 1 87 gi 
equigenitalis strain N480/82 16S ribosomal RNA, partial 
equigenitalis Bacteria; Proteobacteria; Betaproteobacte 
605006 Bacteria_16S 248874 248961 1 87 gi 


gi 


nce 
les; 


ria; 


ria; 


219856879 
quence 
urkholde 


219846885 
sequence 
ia; Rhod 
219846872 
ce 30739 
Rhod 
219846684 
6S ribosomal RNA, partial sequence 3349528 33510 
rkholderia 
265678563 


es; 


ales; 
265678559 


ales; 
265678498 


seudomonad 
219878461 
uence 


219857279 


dales; 
219857263 


ia; 
219856913 
uence 


219856843 
sequence 
eria; 


219846364 
3797117 37986 
ricketts 
219846356 
3809177 38107 
seudomonad 
224581402 
1472412 1473865 Burkh 
rkholderia 


219857524 
2307079 23085 
caligenace 
219846225 
3999120 40005 
anthomonad 
219846152 


224581439 
sequence 


265678926 
sequence 


265678896 


72737 
Ecto 


73331 
Chro: 


82256 


Burkh 


25825 
P 


sequen 


Ocea 


Pseudo: 


Ps 


41002 
Neiss 


Xanth 


Burkh 


ref |NR_024698.1 
2867356 286884 
riales; Oxalobac 


ref|NR_026477.1 
3054533 305602 
ocyclales; Rhodo 


ref |NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref |NR_026276.1 
ceae; Paucimonas 
ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028801.1 


aceae; Pseudomon 
ref|NR_025600.1 

1622384 162383 
olderiales; Alca 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 
ref|NR_025955.1 


iace 
ref 


ae; Cyclocla 
NR_025947.1 


acea 
ref 

olde 
ceae 


e; Pseudomon 
NR_024882.1 
ria ambifari 
Burkholder 


v 


ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025815.1 


aceae; Silanimon 
ref |NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_027221.1 

1428427 142992 
omonadales; Xant 


ref |NR_029234.1 
205252 206750 
olderiales; Alca 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 

Thiohalocapsa 
locapsa halophila 
alocapsa. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Sutterella 

8 Sutterella 

ligenaceae; Sutterella. 
Pseudomonas monteilii 

monas monteilii 
Pseudomonas. 
Neptunomonas 

7 Neptunomonas 

eptunomonas. 

Pseudomonas 

8 Pseudomonas 

omonadaceae; 


Pseudomonas 
8 Pseudomonas 


seudomonadaceae; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 

Burkholderia ambifaria 
a AMMD Bacteria; 

ia; Burkholderia cepacia 


Pigmentiphaga kullae 
kullae Bacteria; 

a. 

Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Chitinibacter 
ibacter tainanensis 
ibacter. 

Lysobacter 

1 Lysobacter 


homonadaceae; 


Taylorella 
Taylorella 
ligenaceae; Taylorella. 


ref|NR_029204.1 


Microvirgula 


aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Microvirgula. 


605006 Bacteria_1 


strain Ne 11 16S 
Proteobacteria; 
Bacteria; 
strain LMG 20598 
Proteobacteria; 


Bacteria; 


Bacteria; 


strain LMG 3413 1 
Proteobacteria; 


strain BS5-8 16S 
Proteobacteria; 


G 
605006 Bacteria_1 
insulare strain K 
Proteob 
605006 Bacteria_1 


B 
605006 Bacteria_1 
strain STM815 16S 
Proteob 
605006 Bacteria_16S 
campinensis strai 
Proteob 
605006 Bacteria_16S 


B 
605006 Bacteria_16S 


B 


6S 1015969 1016052 5 87 
ribosomal RNA, partial sequence 


gi 


6S 1051249 1051308 33 91 gi 
16S ribosomal RNA, partial sequence 
6S 1283388 12834715 


87 gi 


6S 1386739 1386822 5 87 

ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
2275943 2276030 1 87 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2531850 2531937 1 87 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
2649315 2649398 5 87 gi 
ribosomal RNA, partial sequence 
2866388 2866475 1 


87 gi 


stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria 


Marinobacterium. 


605006 Bacteria_16S 


minutulum strain 


minutulum Bacteri 
605006 Bacteria_16S 
caribensis strain 
caribensis Bacter 
605006 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


605006 Bacteria_16S 


agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 
605006 Bacteria_16S 


; Proteobacteria; Gammaproteobacteria; 


2927636 2927695 33 91 gi 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
3077580 3077663 5 87 gi 


ia; Proteobacteria; Betaproteobacteria 
3221234 32213251 91 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3222753 3222844 1 91 gi 
train Wlr3 16S ribosomal RNA, partial 

acteria; Proteobacteria; Betaproteobac 
3693005 3693088 5 


87 gi 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; 


pratensis strain 
Bacteria; Proteob 


605006 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


605006 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


605006 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


605006 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


605006 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


605006 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


605006 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


605006 Bacteria_16S 


DSM 16069 16S rib 


Proteob 
605006 Bacteria_16S 


acteria; Gammaproteobacteria; Methyloc 
4084436 4084523 1 87 gi 
F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 
79137 79195 33 90 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


202707 202765 33 90 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


558329 558419 1 90 gi 
ammaproteobacteria; Pseudomonadales; P 
771114 771172 33 90 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
902154 902240 5 90 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


1088712 1088802 1 90 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1140204 1140242 53 91 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


acteria; Gammaproteobacteria; Oceanosp 


MWAP64 16S ribosomal RNA, partial seq 


265678367 


1015393 10168 
ammaproteobacteria; Pseudomonadales; Moraxellace 


16S ribosomal RNA, partial sequence 1282800 12842 
etaproteobacteria; Burkholderiales; Bu 


1386182 13876 


riales; Bu 
219857549 
nce 22753 
riales; Bu 
219857356 


6S ribosomal RNA, partial sequence 2531266 25327 


rkholderia 
219857225 


2648722 26501 
etaproteobacteria; Rhodocyclales; Rhod 
605006 Bacteria_16S 


ocyclaceae 
219856880 
equence 

Alteromon 


219856838 
sequence 

; Oceanosp 
219846870 
uence 


v 


219846773 
ence 32206 
riales; Ox 
219846772 
sequence 

teria; Bur 


219846442 
36924 
occales; M 
219846163 
e 40838 
ilales; Me 
265679011 
equence 
cteria; 


Ps 
265678928 
ence 20208 


naerobacte 


265678680 


6S ribosomal RNA, partial sequence 557743 55923 


seudomonad 
265678532 


770475 77198 


seudomonad 
265678443 
quence 
eria; Chro 
265678317 
ence 10881 
nadales; P 
253680763 
quence 

ia; Salini 


1174997 1175087 1 
osomal RNA, partial sequence 


90 gi 


228718578 


Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 


Burkhold 


ref|NR_028669.1| Moraxella catarrhalis 
38 Moraxella catarrhalis Bacteria; 


ae; Moraxella. 

265678343|ref|NR_028645.1| Marinospirillum 
1050631 1052062 Marinospirillum insulare 

irillales; Marinospirillum. 
219846066|ref|NR_025656.1| Burkholderia hospita 

83 Burkholderia hospita Bacteria; 
rkholderiaceae; Burkholderia. 
228716754|ref|NR_027555.1] Burkholderia phymatum 


16 Burkholderia 
rkholderiaceae; 
ref |NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; Cupriavidus. 
ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024853.1| Azonexus fungiphilus 
96 Azonexus fungiphilus Bacteria; 
; Azonexus. 
ref |NR_024699.1 
2865789 286730 
adales; Alteromo 


phymatum STM815 
Burkholderia. 
Cupriavidus 
vidus campinensis 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


ref |NR_024657.1 

2927022 292847 
irillales; Marin 
ref |NR_026462.1 

3076975 307840 
eriales; Burkhol 
ref |NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref |NR_026364.1 
3222170 322363 
kholderiales; Ox 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_029319.1 
78587 79994 
eudomonadales; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Pseudomonas 
Pseudomonas 
Pseudomonadaceae; 
ref |NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


ref|NR_028985.1| Pseudomonas congelans 

6 Pseudomonas congelans Bacteria; 

aceae; Pseudomonas. 

ref |NR_028836.1| Cellvibrio japonicus 

3 Cellvibrio japonicus Bacteria; 

aceae; Cellvibrio. 

ref|NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 

matiales; Ectothiorhodospiraceae; 


ref |NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028011.1 

1139586 114102 
sphaerales; Sali 


Pseudomonas 
monas psychrophila 
Pseudomonas. 
Salinisphaera 

5 Salinisphaera 
nisphaeraceae; 


ref|NR_027574.1| Kangiella koreensis 


1174405 1175898 Kangiella koreensis DSM 16069 


605006 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


605006 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


605006 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


605006 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


605006 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


605006 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


605006 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


605006 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


605006 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


605006 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


605006 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


605006 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


605006 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


605006 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


605006 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


605006 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


605006 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


605006 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


605006 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


605006 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


605006 Bacteria_16S 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 39741 


Proteobacteria; B 


605006 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


1227847 1227905 33 90 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1229383 1229441 33 90 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1691463 1691521 33 90 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


1694554 1694644 1 90 gi 
ammaproteobacteria; Pseudomonadales; P 
1696098 1696188 1 90 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1766151 1766241 1 90 gi 

34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1787219 1787309 1 90 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2044689 2044743 34 87 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2093682 2093736 34 87 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2143648 2143738 1 90 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2170988 2171046 33 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2172539 2172597 33 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2506075 2506165 1 90 gi 


gi 


ammaproteobacteria; Chromatiales; Ecto 
2528817 2528907 1 90 gi 


ammaproteobacteria; Pseudomonadales; P 
2561763 2561853 1 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2785876 2785914 56 94 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2854019 2854109 1 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858702 2858792 1 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2918624 2918674 38 87 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


3905994 3906084 1 90 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 
3973326 3973360 57 


91 gi 


etaproteobacteria; Burkholderiales; Ox 


se 


se 


aR 
ri 


se 


se 


en 
al 


eq 
ia 


an 


se 
te. 


se 


se 


se 


th 


se 


se 


ia 


cl 


na 


na 


eq 
er 


qu 
er 


al 


213665 213722 34 90 gi 
osomal RNA, partial sequence 
ammaproteobacteria; 


219878281 
1227244 12287 


219878280 
1228770 12302 


219878413 


219878411 
16S ribosomal RNA, partial sequence 1693968 16954 


219878410 
1695512 16970 
219878360 


219878344 


219878165 


219878126 


219857639 
2143068 21445 
219857621 
219857620 
219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


219857358 


16S ribosomal RNA, partial sequence 2528225 25296 


219857336 


219857126 


219856888 


219856885 


219856844 


219846291 


219846243 


265678920 


udomonad 


udomonad 


sequence 
a; Pseud 


udomonad 


udomonad 


ce 17655 
es; Ecto 


uence 
Chroma 


a 
20440 
thomonad 


quence 
ria; Xan 


udomonad 


21703 
udomonad 


21719 
udomonad 


iorhodos 


udomonad 


25611 
udomonad 


1 sequen 
obacilla 


28534 
dales; P 


28581 
dales; P 


uence 


ia; Hydr 


ence 


ia; Pseu 


obactera 


ref |NR_025420.1 


acea 
ref 


e; Cellvibri 
NR_025419.1 


aceae; Cellvibri 
ref|NR_025552.1 

1690867 169233 
omonadales; Pseu 
ref|NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


aceae; Pseudomon 
ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref |NR_025483.1 

1786631 178798 
tiales; Ectothio 


ref |NR_025304.1 
53 2045572 Lutei 
aceae; Luteimona 
NR_025265.1 
2093069 209454 
thomonadales; Xa 
ref |NR_025228.1 
aceae; Pseudomon 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_024961.1 


pira 
ref 


ceae; Alkali 
NR_024946.1 


aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref |NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024663.1 
2918000 291946 
ogenophilales; H 


ref|NR_025881.1 
3905392 390691 
domonadales; Pse 


ref |NR_025833.1 


ceae; Duganella. 
ref 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


Oo. 

Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 

Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Luteimonas mephitis 


monas mephitis Bacteria; 


s. 

Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 
Cellvibrio fulvus 

brio fulvus Bacteria; 

oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 

Pseudomonas. 

Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Pseudomonas 
8 Pseudomonas 


udomonadaceae; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


NR_029228.1 


Marinomonas vaga 


213019 214484 Marinomonas vaga Bacteria; 
Oceanospirillales; Marinomonas. 


605006 Bacteria_16S 1898905 1898942 50 87 gi| 219878264 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
605006 Bacteria_16S 1963883 1963920 50 87 gi| 219878219 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequen 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydro 
Thiobacillus. 

605006 Bacteria_16S 2230038 2230075 50 87 gi| 219857579 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neiss 
605006 Bacteria_16S 3629020 3629077 33 90 gi| 219846486 
strain DSM 50071 16S ribosomal RNA, complete sequence 36283 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
605006 Bacteria_16S 80662 80698 55 91 gi| 265679010 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

605006 Bacteria_16S 100520 100556 55 91 gi| 265678996 
strain SL-4 16S ribosomal RNA, complete sequence 99832 10139 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

605006 Bacteria_16S 375776 375812 55 91 gi| 265678804 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
605006 Bacteria_16S 423557 423593 55 91 gi| 265678772 


strain F12 16S ri 
Bacil 
605006 Bacteria_16S 
favisporus strain 
Firmicu 
605006 Bacteria_16S 


Firmicutes; 


Bacteria; 


strain TOD45 16S 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


432871 432907 55 91 gi 


ribosomal RNA, partial sequence 


422881 42442 


265678766 


GMP01 16S ribosomal RNA, partial sequence 43219 
tes; Bacillales; Paenibacillaceae; Paenibacillus 
700662 700698 55 91 gi| 265678582 


699985 70142 


ref|NR_025403.1| Brackiella oedipodis 
81 1899753 Brackiella oedipodis Bacteria; 
ae; Brackiella. 

ref |NR_025358.1| Thiobacillus 


ce 1963237 19647 
genophilales; H 


4 
yi 


6 Thiobacillus 
drogenophilaceae; 


ref|NR_025167.1 
2229404 223086 
eriales; Neisser 
ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; Pseudomonas. 
ref|NR_029318.1| Listeria innocua 
Listeria innocua Bacteria; 


Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Pseudomonas aeruginosa 
monas aeruginosa 


ref |NR_029304.1 
0 Halobacillus 


Halobacillus litoralis 
litoralis Bacteria; 


ref|NR_029109.1 

375101 376646 
Paenibacillus. 
ref|NR_029077.1| Bacillus algicola 
5 Bacillus algicola Bacteria; 


Paenibacillus 
Paenibacillus 


Paenibacillus 
acillus favisporus 


ref|NR_029071.1 
6 433742 Paenib 
ref |NR_028887.1 
2 Paenibacillus 


Paenibacillus odorifer 
odorifer Bacteria; 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

605006 Bacteria_16S 959464 959500 55 91 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 1055714 1055750 55 91 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

605006 Bacteria_16S 1087204 1087240 55 91 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 1144746 1144802 35 90 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

605006 Bacteria_16S 1341348 1341384 55 91 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

605006 Bacteria_16S 1435232 1435268 55 91 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

605006 Bacteria_16S 1688374 1688410 55 91 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 1693057 1693093 55 91 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

605006 Bacteria_16S 1702379 1702415 55 91 gi| 219878406 |ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

605006 Bacteria_16S 1802442 1802478 55 91 gi|219878334|ref|NR_025473.1]| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 1823978 1824014 55 91 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

605006 Bacteria_16S 1974303 1974339 55 91 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

605006 Bacteria_16S 2047844 2047880 55 91 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 


Firmicutes; Bacil 


lales; Paenibacillaceae; Paenibacillus. 


605006 Bacteria_16S 2095251 2095287 55 91 gi|219878125|ref|NR_025264.1 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 20961 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 2119602 2119638 55 91 gi| 219857655 |ref|NR_025244.1 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

605006 Bacteria_16S 2146692 2146748 35 90 gi| 219857637 |ref|NR_025226.1 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 21475 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
605006 Bacteria_16S 2169483 2169519 55 91 gi|219857622|ref|NR_025211.1 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 217030 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobact 
605006 Bacteria_16S 2186157 2186193 55 91 gi|219857608|ref|NR_025197.1 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnob 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

605006 Bacteria_16S 2192258 2192294 55 91 gi|219857604|ref|NR_025192.1 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

605006 Bacteria_16S 2225422 2225458 55 91 gi| 219857582 |ref|NR_025170.1 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 222627 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
605006 Bacteria_16S 2548041 2548077 55 91 gi| 219857345 |ref|NR_024933.1 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulf 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinu 
605006 Bacteria_16S 2643278 2643314 55 91 gi|219857229|ref|NR_024857.1 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 264413 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
605006 Bacteria_16S 2674869 2674901 55 87 gi| 219857206 |ref|NR_024834.1 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thioba 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

605006 Bacteria_16S 2725920 2725956 55 91 gi|219857170|ref|NR_024798.1 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 27267 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 2877468 2877504 55 91 gi| 219856873 |ref|NR_024692.1 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 287831 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

605006 Bacteria_16S 2880598 2880634 55 91 gi|219856871|ref|NR_024690.1 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 28814 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 2983754 2983790 55 91 gi|219846934|ref|NR_026526.1 


strain JaH 16S ri 
Firmicutes; Bacil 


605006 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


605006 Bacteria_16S 


halophilus strain 
halophilus Bacter 


605006 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


605006 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


605006 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


605006 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


605006 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


605006 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


605006 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


605006 Bacteria_16S 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3154421 3154457 55 91 
SM 765 16S ribosomal RNA, parti 
tes; Clostridia; Clostridiales; 
3361045 3361081 55 91 
DSM 20408 16S ribosomal RNA, 
ia; Firmicutes; Bacillales; Bac 
3362612 3362648 55 91 
16S ribosomal RNA, partial sequ 
lales; Bacillaceae; Salimicrobi 
3534669 3534705 55 91 
DSM 8725 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Bacillal 
3537794 3537830 55 91 
6S ribosomal RNA, partial seque 
lales; Bacillaceae; Bacillus. 
3539363 3539399 55 91 
6S ribosomal RNA, partial seque 
lales; Bacillaceae; Bacillus. 
3540935 3540971 55 91 
6S ribosomal RNA, complete sequ 
lales; Bacillaceae; Bacillus. 
3544046 3544082 55 91 
6S ribosomal RNA, complete sequ 
lales; Bacillaceae; Bacillus. 
3627453 3627485 55 87 
16S ribosomal RNA, 
acteria; Betaproteobacteria; Ne 
3685470 3685506 55 91 


Pp 


complete sequence 


2983106 29845 


219846819 
ence 31537 
occaceae; 
219846676 
sequence 
illaceae; Marinoc 
gi|219846675 
ence 3361953 33634 
um. 


gi 
al sequ 
Peptoc 
gi 
artial 


gi|219846553|ref|NR_026145.1 
rtial sequence 3534017 353553 
es; Bacillaceae; Bacillus. 

gi|219846551|ref|NR_026143.1 
nce 3537139 3538644 Bacillus 

gi|219846550|ref|NR_026142.1 
nce 3538695 3540215 Bacillus 

gi| 219846549 |ref|NR_026141.1 
ence 3540266 3541787 Bacillus 

gi| 219846547 |ref|NR_026139.1 
ence 3543393 35448 

gi| 219846487 |ref|NR_026079.1 

3626780 3628323 Neisse 

isseriales; Neisseriaceae; Neisse 

gi|219846447|ref|NR_026038.1 


chlororespirans strain Co23 16S ribosomal RNA, partial sequence 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 


ref |NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026268.1 
3360383 336190 
occus. 
ref|NR_026267.1 
41 Salimicrobium 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Carnobacterium 
5 Carnobacterium 
erium. 
Carnobacterium 
acterium viridans 


Amphibacillus tropicus 
tropicus Bacteria; 


Paenibacillus 
8 Paenibacillus 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Paenibacillus 
1 Paenibacillus 


Thiobacter 
cter subterraneus 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Salimicrobium 
5 Salimicrobium 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 


3684807 368631 


Desulfitobacterium 
3 Desulfitobacterium 


TGGCCGGTACAGAGGGCTGCGATGCCGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGC 
TAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCCATGGCCCAAC 
CACCTTGTGTGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTGCCTAACACATGCAAGTCGTGGGGCAGCGGGCCGGTTCCTTCGGGAACCGGTGCCGGC 
GACCGGCGAACGGGTGAGTAACGCGTGAGCAACCTACCCCGAGGAGGGGGATAACCCGGGGAAACCCGGGCTAATACCCCATAAGCGCACAGGCCGCATGGCCCG 
TGTGAAAAGGGTGGCCTCTGCTTCGCATGCTGCCGCCTCGGGATGGGCTCGCGTCCCATCAGGTAGTTGGTGGGGTAACGGCCTACCAAGCCTACGACGGGTAGC 
TGGTCTGAGAGGATGGCCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGCGCAAGCCTGACCCAGC 
GACGCCGAGTGGAGGATGAAGCCCTTCGGGGTGTAAACTCCTGTCCCGGGGACGATGCGGGCGGGGGTGAATACCCCCGCCCGTACGGTACCCGGAGAGGAAGGG 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAAATTACTGGGCGTAAAGTGCGCGTAGGCGGGCCAGTAAGTCAGAGGTGA 
AAGCCCCCGGCTCAACCGGGGAATTGCCTCTGATACTGCTGGCCTAGGGTCCGGAAGACGCTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGA 
GGAACACCGGTGGCGAAGGCGGCCAGCGAGGACGGTACCGACACTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCTGTAAAC 
GATGGGTGCTGGGCGTTGCACCCTAAAGGGTGCAGTGCCGAAGCTAACGCGTTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATAGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCAATGCTACGCGAAGACCTTACCAGGGCTTGACATGCCGGGGTAGCCTGCCGAAAGCAAGGTCGTGG 
CCCCTTCCGGGGGCCCACCGGCACAGGTGGACATGCCGTCGTCAGCTCGTGCGTAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCTAGTTGCCA 
GCGGGTAATGCCGGGCACACTAGGGAGACTGCCGGCGACAAGCCGGAGGAAGGGGGGGATGACGTCAGGTCAGTATGCCCCTTACGCCCTGGGCTACACACGTGC 
TACAATGGCCGGGACAGAGGGATTGCGAAGCCGCGAGGTGGAGCAAATCTCAGAAACCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGG 
AATCGCTAGTAACGGCCGGTCAGCTACACGGCCGTGAATACGTTCCCGGGCCTTGTACTCACCGCCCGTCACACCCCGGAAGCTGGCTCTACCAGAAGTCCCCGA 
GCCAACCCCCCTCTCGGGGGGAGGCAGGGGCCGAAGGAGGGCCGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGGNCCGT 
GCTTAACACATCCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGG 
AAACGGGGTCTAATACCGGATATGACCATCGCGGGCATCTGTGATGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGA 
TGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCA 
GAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGT 
CGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAG 
ATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGAGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACGCCGGAAAACCCTGGAG 
ACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGT 
GTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTG 
GGCTGCACACGTGCTACAATGGCCGGTACAATGAGTTGCGATGCCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGAC 
CCCATGAAGTCGGAGTCTCTAGTAATCGCAGATCAGCAGTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGA 
TCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAAT 
ACATGCAAGTCGAGCGCATCGGCCCAACTGATTGAAGATGCTTGCATCCGATTGACGATGGTTTACCGATGAGCGGCGGACGGGTGAGTAACACGTAGGTAACCT 
GCCCAGAAGCGGGGGATAACACCTGGAAACAGATGCTAATACCGCATAGGTCATTTGACCGCATGGTCAAATGATTAAAGATGGCTCTGCTATCACTTCTGGATG 
GACCTGCGGCGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGATGATACGTAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGCGAAGAAGGTCTTCGGATCGTAAAACTCTGTT 
GTTAGAGAAGAACACGGGTGAGAGTAACTGTTCACCTGTTGACGGTATCTAACCAGCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTATCCGGATTTATTGGGCGTAAAGGGAACGCAGGCGGTTCTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGATGTGCATTGGAAACTGGGGAA 
CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACG 
CTGAGGTTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGC 
AGCTAACGCACTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTTTGACCACCTAAGAGATTAGGTTTTCCCTTCGGGGACAAAATGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTGTCAGTTGCCAGCATTCAGTTGGGCACTCTGGCGAGACTGCCGGTGACAAACCGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGTCGCGAAACCGCGAGGTTTAGCAAA 
TCTCTTAAAGCTGCTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTRCACGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGGGTAACCTTTTGGAGCCAGCCGTCTAAGGTGGGACAGATGATTGGGGT 
GAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNT 
GATGAACGCCGGCGGTGTGCCTAATACATGCAAGTCGAACGCGTTGGCCCAACTGATTGACGATGCTTGCATCAGATTGACGTTGGATTTCTAACGAGTGGCGGA 
CGGGTGAGTAACACGTAGGTAACCTGCCCAGAAGCGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATAACAATTCAAATCGCATGGTTTGAATTTAAAAG 
ATGGCTCTGCTATCACTTCTGGATGGACCTGCGGCGCATTAGCTTGTTGGTAGGGTAATGGCCTACCAAGGCAGTGATGCGTAGCCGAGTTGAGAGACTGATCGG 
CCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAA 
GGGTTTCGGCTCGTAAAGCTCTGTTGTTGAAGAAGAACGTGCATGAGAGTAACTGTTCATGCAGTGACGGTATTCAACCAGAAAGTCACGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGAGTGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCG 
AAGAAGTGCATCGGAAACTGGGAGACTTGAGTACAGAAGAGGGCAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG 
GCGGCTGCCTGGTCTGTAACTGACGCTGAGACTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGGTGTTG 
GAGGGTTTCCGCCCTTCAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCCAACCCTAGAGATAGGGCGTTCCCTTCGGGGACGCAATGA 
CAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCCAGCATTCAGTTGGGCACTCT 
AGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAG 
TCGCGAACTCGCGAGGGCAAGCAAATCTCTTAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCA 
GCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGGGGTAACCATTTGGAGCCAGCCGC 
CTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGAAGCAGCAGAATTACTTCGG 
TAAGGACGCTGTGGAAGTTAGCGGCGGATGGGTGAGTAACACGTGGGTAACCTACCCTTAAGACTGGGATACCACTTGGAAACAGGTGCTAATACCGGATAGGAG 
TATGAGCTGCATGGCTTATACTTTAAAGGCGGCGAAAGCTGTCACTAAAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACG 
ATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTC 
TGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATATAGGTAGTAACTGGCCTATATTTGACGGTAATCA 
ACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAGAAATAA 
GTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGT 
AGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCC 
ATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTCCGCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTAGTGCCATTCTAAGAG 


605006 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 


605006 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


605006 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


605006 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


605006 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


605006 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


605006 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


605006 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


605006 Bacteria_16S 


strain JB-A2 16S 


Proteobacteria; G 


605006 Bacteria_16S 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 


strain GP1l 16S r 
Proteobacteria; G 


605006 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


acidiphilus strai 
acidiphilus Bacte 


strain Ter6 16S r 
Proteobacteria; B 


C91 16S ribosomal 
Proteobacteria; B 


605006 Bacteria_16S 
ain CH34 16S ribosomal RNA, partial se 
Proteobacteria; 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


605006 Bacteria_16S 


strain E58 16S ri 


605006 Bacteria_16S 


milosensis strain 


Bacteria; Firmicu 


605006 Bacteria_16S 


strain R-13291 16 


Proteobacteria; G 


605006 Bacteria_16S 


strain NF23 16S r 
G 


1367055 1367090 56 91 gi|228718799|ref|NR_027576.1 
bosomal RNA, complete sequence 1366379 1367926 Chlamydophila 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
1441449 1441484 56 91 gi|224581427|ref|NR_027209.1 
SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filoba 
tes; Bacillales; Bacillaceae; Filobacillus. 
1653350 1653405 33 87 gi| 219878439 |ref|NR_025578.1 
S ribosomal RNA, partial sequence 1652728 16542 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomon 
1723637 1723724 1 87 gi| 219878392 |ref|NR_025531.1 
ibosomal RNA, partial sequence 1723051 1724541 Psychrobacter 


Proteobacteria; 


605006 Bacteria_16S 
train LMG6866 16S ribosomal RNA, parti 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


605006 Bacteria_16S 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 

605006 Bacteria_16S 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


hesperidum strain 
Bacteria; Firmicu 


strain AU2944 16S 
Proteobacteria; B 


4004243 4004279 55 91 gi|219846222|ref|NR_025812.1| Pontibacillus 
in BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus 
4102440 4102476 55 91 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
lales; Bacillaceae; Bacillus. 
4105438 4105474 55 91 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 
4131239 4131275 55 91 gi|219846126|ref|NR_025716.1| Marinibacillus 
SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
tes; Bacillales; Planococcaceae; Marinibacillus. 
4132813 4132849 55 91 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
lales; Bacillaceae; Halobacillus. 
395715 395750 56 91 gi|265678791|ref|NR_029096.1| Tenuibacillus 
n 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
tes; Bacillales; Bacillaceae; Tenuibacillus. 
757401 757488 1 87 gi| 265678541 |ref|NR_028845.1]| Cupriavidus 
n AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
999401 999491 1 90 gi|265678378|ref|NR_028680.1| Thiomicrospira 
Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
1000976 1001011 55 90 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
1012977 1013060 5 87 gi|265678369|ref|NR_028671.1| Moraxella caviae 


1029764 1029799 55 


1063356 1063391 56 


1146200 1146283 5 


1179536 1179591 33 
RNA, partial sequence 


1338245 13383285 


4 Bacteria; 


1922688 19227715 
acteria; Proteobacteria; 


2032312 2032347 56 


2122544 21226275 


605006 Bacteria_16S 


2638595 2638678 5 


90 


91 


87 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
605006 Bacteria_16S 


87 


1012401 10138 


n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
605006 Bacteria_16S 


etaproteobacteria; Nitrosomonadales; N 


n TA-67 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclob 
605006 Bacteria_16S 


46 Moraxella caviae Bacteria; 


oraxellaceae; Moraxella. 
gi|265678358|ref|NR_028660.1| Thiomicrospira 

nce 1029105 1030582 Thiomicrospira thermophila 

hales; Piscirickettsiaceae; Thiomicrospira. 
gi|265678335|ref|NR_028637.1| Alicyclobacillus 

1062699 1064231 Alicyclobacillus 

acillaceae; Alicyclobacillus. 
gi|253680759|ref|NR_028007.1| Collimonas fungivorans 
1145612 1147064 Collimonas fungivorans Bacteria; 

alobacteraceae; Collimonas. 
gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 

1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 

itrosomonadaceae; Nitrosomonas. 

gi|228721484|ref|NR_027607.1] Cupriavidus 


87 


axellaceae; Psychrobacte 

87 gi| 219878246 |ref|NR_025385.1 

al sequence 1922112 192356 

Betaproteobacteria; Burkholderiales; Bu 

91 gi|219878174|ref|NR_025313.1 

ence 2031681 2033165 Alicyc 
Alicyclobacillus. 

87 gi| 219857653 |ref|NR_025242.1 


87 


ammaproteobacteria; Pseudomonadales; Mor 


quence 


Betaproteobacteria; 


2121958 21233 


gi 


rkholderia 
219857232 


succinogenes strain 130Z 16S ribosomal RNA, partial sequence 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Actinobacillus. 


1337638 133913 


Burkholderiales; 


ceae; Ralstonia. 
ref|NR_024860.1 


0 Cupriavidus 
Burkholderiaceae; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Filobacillus 
cillus milosensis 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 

Psychrobacter fozii 
fozii Bacteria; 

Kee 

Ralstonia 

0 Ralstonia 
rkholderiaceae; 


Alicyclobacillus 
lobacillus hesperidum 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Actinobacillus 


2637974 263946 


1 Actinobacillus 


605006 Bacteria_16S 2722831 2722866 56 91 gi|219857173|ref|NR_024801.1] Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

605006 Bacteria_16S 2982191 2982226 56 91 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

605006 Bacteria_16S 3299976 3300063 1 87 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

605006 Bacteria_16S 3382270 3382357 1 87 gi|219846661|ref|NR_026253.1| Methylophaga 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 3383157 Methylophaga 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

605006 Bacteria_16S 3383809 3383896 1 87 gi|219846660|ref|NR_026252.1| Methylophaga marina 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methylophaga marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

605006 Bacteria_16S 3770563 3770646 5 87 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 
strain R001 16S ribosomal RNA, partial sequence 3769978 3771422 Ralstonia syzygii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

605006 Bacteria_16S 4017679 4017766 1 87 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 

605006 Bacteria_16S 23323 23357 56 90 gi| 265679048 |ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 341598 341632 56 90 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
605006 Bacteria_16S 384945 385035 1 90 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 


strain OK2 16S ribosomal RNA, partial sequence 


605006 Bacteria_16S 386563 386597 56 


effusa strain AP103 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 


605006 Bacteria_16S 
rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 

605006 Bacteria_16S 
strain DLE411J 16 
Proteobacteria; G 
605006 Bacteria_16S 
strain 520-20 16S 
Proteobacteria; G 
605006 Bacteria_16S 
frederiksbergensi 
frederiksbergensi 
Pseudomonas. 

605006 Bacteria_16S 
strain NA 1 16S r 
Proteobacteria; B 
605006 Bacteria_16S 
strain NCTC 10617 
Proteobacteria; B 
605006 Bacteria_16S 
strain Al 16S rib 
Proteobacteria; B 
605006 Bacteria_16S 
strain V33 16S ri 
Proteobacteria; B 
605006 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
605006 Bacteria_16S 
strain N-1 16S ri 
Proteobacteria; B 
605006 Bacteria_16S 
kuenenii strain J 
Bacteria; Proteob 
605006 Bacteria_16S 


445149 445239 1 


teria; Proteobacteria; 


471082 471140 33 
640162 640220 33 
ribosomal RNA, 
671931 671989 33 
s Bacteria; 


681082 681112 57 


682487 682517 57 


758961 758991 57 


760513 760543 57 


823283 823313 57 


873456 873486 57 


997945 997979 56 


1267091 1267121 57 


strain UR/MT95 16S ribosomal RNA, partial sequence 


ain IH5 16S ribosomal RNA, 


Proteobacteria; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


complete sequence 
ammaproteobacteria; Pseudomonadales; P 


ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 


osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 


384340 38587 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


s strain JAJ28 16S ribosomal RNA, part 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 


0 Pseudomonas lutea Bacteria; 


seudomonadaceae; Pseudomonas. 
90 gi|265678797|ref|NR_029102.1| Hydrocarboniphaga 
385921 387397 Hydrocarboniphaga effusa 
nadales; Sinobacteraceae; Hydrocarboniphaga. 
90 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
complete sequence 444544 446074 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
90 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
470446 471990 Pseudomonas lini Bacteria; 
seudomonadaceae; Pseudomonas. 
90 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
639529 641056 Pseudomonas kilonensis Bacteria; 
seudomonadaceae; Pseudomonas. 
90 gi|265678601|ref|NR_028906.1| Pseudomonas 
ial sequence 671276 672778 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
87 gi|265678595|ref|NR_028900.1| Neisseria animalis 
680477 681831 Neisseria animalis Bacteria; 
eriaceae; Neisseria. 
87 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
681882 683236 Neisseria lactamica Bacteria; 
eriaceae; Neisseria. 
87 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
758305 759815 Alysiella filiformis Bacteria; 
Neisseriaceae; Alysiella. 
87 gi|265678539|ref|NR_028843.1| Neisseria dentiae 


bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 


87 


87 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


90 


87 


759866 76120 
Neiss 


gi 


n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 


gi 


gi 


B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


6 Neisseria dentiae Bacteria; 


eriaceae; Neisseria. 

265678497|ref|NR_028800.1| Cupriavidus 

sequence 822620 824161 Cupriavidus 

a; Burkholderiales; Burkholderiaceae; Cupriavidus. 

265678463|ref|NR_028766.1| Cupriavidus necator 
872811 874166 Cupriavidus necator Bacteria; 

rkholderiaceae; Cupriavidus. 

265678379|ref|NR_028681.1| Thiomicrospira 

ce 997291 998749 Thiomicrospira kuenenii 

hales; Piscirickettsiaceae; Thiomicrospira. 

219846423|ref|NR_026014.1| Massilia timonae 


gi 


1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 


605006 Bacteria_16S 
subsp. 


Neisseria. 
605006 Bacteria_16S 
strain SP1402 16S 


605006 Bacteria_16S 
defragrans strain 
Bacteria; 
605006 Bacteria_16S 


umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


umsongensis Bacteria; 
Pseudomonas. 
605006 Bacteria_16S 
strain ICPB 3636 


605006 Bacteria_16S 
strain DSM 11853 


605006 Bacteria_16S 
lutaoensis strain 
Bacteria; 
605006 Bacteria_16S 


Sapomandens strain DSM 3223 16S ribosomal RNA, partial 


sapomandens Bacteria; 
605006 Bacteria_16S 


strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 24374 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


605006 Bacteria_16S 


thivervalensis strain SBK26 16S ribosomal RNA, partial 
thivervalensis Bacteria; 


Pseudomonas. 
605006 Bacteria_16S 


brassicacearum strain DBK11 16S ribosomal RNA, partial 
brassicacearum Bacteria; 


Pseudomonas. 
605006 Bacteria_16S 
strain CIP 105470 


605006 Bacteria_16S 


strain CIP 105274 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


605006 Bacteria_16S 


strain CIP 105273 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


605006 Bacteria_16S 
pelophilus strain 


605006 Bacteria_16S 
jannaschii strain 


Marinobacterium. 
605006 Bacteria_16S 


resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


resinovorans Bacteria; 
Pseudomonas. 
605006 Bacteria_16S 


1507829 1507859 57 


1578699 1578789 1 90 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


2073867 2073897 57 87 


54Pin 16S ribosomal RNA, partial sequence 20732 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


2145185 2145243 33 90 
Proteobacteria; 


2265281 2265311 57 87 


16S ribosomal RNA, partial sequence 2264632 22660 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


2274466 2274496 57 87 


16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


2303018 23031045 90 


T5054 16S ribosomal RNA, partial sequence 23024 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


2429030 2429076 45 90 


Firmicutes; Clostridia; 


2436613 2436643 57 87 


2521297 2521355 33 90 
Proteobacteria; 
2522777 2522835 33 90 
Proteobacteria; 


2557169 2557227 33 90 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


2570928 2570986 33 90 


2595592 2595650 33 90 


2646363 2646393 57 87 


asp 66 16S ribosomal RNA, partial sequence 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 


2933612 2933698 5 90 


IFO 15466 16S ribosomal RNA, partial 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; 


2971445 2971535 1 90 
Proteobacteria; 


2974522 2974612 1 90 


strain PCl 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


605006 Bacteria_16S 


3073068 3073158 1 90 


strain 4-87 16S ribosomal RNA, partial sequence 


605006 Bacteria_16S 
hydroxybenzoicum 
hydroxybenzoicum 
605006 Bacteria_16S 
strain DSM 11363 


605006 Bacteria_16S 


platensis strain 3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicutes; 


Bacteria; 


3110612 3110677 26 90 


strain BT 16S ribosomal RNA, partial sequence 
Clostridiales; 


Firmicutes; 


3177235 3177325 1 90 


16S ribosomal RNA, partial sequence 3176631 31781 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


3219759 3219813 37 90 


Clostridia; 


87 
elongata strain ATCC 25295 16S ribosomal RNA, 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; 


Clostridiales; 


Gammaproteobacteria; 


Gammaproteobacteria; 


Clostridia; 


gi| 219846303 


complete sequence 


gi| 219846381 
1578118 15795 
gi|219878141 
Al 


gi| 219857638 


gi|219857556 


gi|219857550 


gi| 219857528 


219857438 
sequence 
Pept 
219857430 


gi 


gi 


219857363 
sequence 
Pse 


gi 


219857362 
sequence 
Pse 


gi 


219857339 
25565 


gi 


219857287 
25702 


gi 


219857271 
25949 


gi 


gi| 219857227 
Rhodocyc 
219856834 
sequence 

Alterom 


gi 
gi|219846942 
Pseud 


gi|219846940 
2973936 29754 


gi|219846873 
3072467 30738 


gi| 219846848 


gi| 219846803 


Pseudomonadales; 


ref |NR_025893.1 


ref|NR_025972.1 


ref |NR_025280.1 


ref|NR_025227.1 
2144573 214602 


ref|NR_025144.1 
Simonsiella. 
ref |NR_025138.1 


ceae; 
ref |NR_025116.1 


ref |NR_025026.1 
2428395 242981 
ococcaceae; 
ref |NR_025018.1 


ceae; 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref|NR_024653.1 

2933018 293448 
onadales; Altero 


ref|NR_026534.1 
2970861 297232 
omonadales; Pseu 


ref |NR_026532.1 


aceae; Pseudomon 
ref|NR_026465.1 


ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026395.1 


aceae; Pseudomon 


gi|219846774 


Neisseria elongata 


1507158 1508633 Neisseria 
Neisseriales; Neisseriaceae; 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 
Pseudomonas. 


Castellaniella 


26 2074709 Castellaniella defragrans 
caligenaceae; Castellaniella. 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 
Cupriavidus. 


Marinobacter 


04 2303932 Marinobacter lutaoensis 
Alteromonadaceae; 


Marinobacter. 
Desulfotomaculum 
8 Desulfotomaculum 


Desulfotomaculum. 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 
Cupriavidus. 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Propionivibrio 

7 Propionivibrio 

aceae; Propionivibrio. 
Marinobacterium 

0 Marinobacterium 
monadaceae; 


Pseudomonas 
5 Pseudomonas 


domonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Balneatrix alpica 


61 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 


ref|NR_026366.1 


Coprothermobacter 


3219155 3220600 Coprothermobacter platensis 
Thermodesulfobiaceae; C 


oprothermobacter. 


605006 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


605006 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


605006 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


605006 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


605006 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


605006 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


605006 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


605006 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


605006 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


605006 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


605006 Bacteria_16S 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


605006 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


605006 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


605006 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


605006 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


605006 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


605006 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


605006 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


605006 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


605006 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


605006 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


605006 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


3446543 3446577 56 90 gi|219846612|ref|NR_026204.1| Clostridium viride 
6S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3875240 3875270 57 87 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
6S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

3887697 3887727 57 87 gi|219846304|ref|NR_025894.1| Vitreoscilla 
n Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
ria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 

3889235 3889265 57 87 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

3890772 3890802 57 87 gi|219846301|ref|NR_025891.1| Kingella oralis strain 

3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 


a; Neisseriales; Neisseriaceae; Kingella 
3958414 3958448 57 91 gi 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
4060112 4060142 57 87 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
4192778 4192812 56 90 gi 
16S ribosomal RNA, partial sequence 

idetes; Bacteroidia; Bacteroidales; Ba 
638600 638653 35 87 gi 
e-pl10 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
1064878 1064938 32 90 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
2127163 2127216 35 87 gi 
rain ALEN 1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


qu 
ct 


al 
ied: 


na 


bag 8 


s 
te. 


2190761 2190797 55 91 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
2586335 2586392 34 90 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
3904508 3904544 55 91 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
4020799 4020856 34 90 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


en 
il 


qu 
ob 


ti 
il 


ue 
a; 


4079889 4079926 53 90 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4135830 4135867 53 90 gi 
rain MQ-4 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Entomop 
4138960 4138997 53 90 gi 
in EA-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 
4140527 4140564 53 90 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4142092 4142129 53 90 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4145223 4145260 53 90 gi 
ain LD-1B 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
4148354 4148391 53 90 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 


gi 
ta 


eq 


ue 
la 


eq 
as 


ta 
eq 


pl 


ta 


605006 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


4141437 41 


4147699 41 


219846253 


ence 


a; 


419 


cteroidace 
265678625 
ence 63798 


dales; 


265678334 
sequence 

Ocean 

219857650 


a; 


equenc 
ria; 


219857605 


ce 219 
lus. 


219857277 


ence 
acteri 


219846292 
al seque 


laceae 


219846209 


nce 
Alter 


219846166 
4079234 40807 


ceae; 


219846123 


uence 
lasmat 


219846121 


nce 
smatal 


219846120 


uence 


matale 


219846119 


4 
ceae; 


219846117 


uence 


asmata 


219846115 


4 
ceae; 


4149920 4149957 53 90 gi 
ribosomal RNA, partial sequence 


icutes; Entomoplasmatales; Spiroplasmata 


219846114 
4149264 4150768 Spiroplasma helicoides Bacteria; 


ceae; 


obacilla 
219846180 
sequenc 
Burkh 
219846080 


Chr 


ref |NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides. 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref |NR_025239.1 

2126557 212798 
omatiales; Ectot 


21 


xX 


e 


ref|NR_025193.1 
0108 2191561 Amphib 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_025882.1 
nce 390383 
Paenibacillus. 
ref|NR_025799.1 

4020178 402167 
omonadales; Altero 


a; 


’ 


ref|NR_025756.1 
lasma. 
NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025711.1 
138305 413982 

; Spiroplasmatac 
ref|NR_025710.1 
4139871 414138 
Spiroplasmatace 
ref|NR_025709.1 


irop 
ref 


Sp 


rs 


ales; 


ref 


rs 


es 


Ss; 


29 
Sp lasma. 
ref|NR_025707.1 

4144567 414608 
s; Spiroplasmata 
ref|NR_025705.1 


irop 


le 


92 


Spiroplasma. 


ref 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 

Duganella 
7 Duganella 
obacteraceae; Duganella. 
Bacteroides capillosus 
oides capillosus 


Stenotrophomonas 

rophomonas rhizophila 
Stenotrophomonas. 
Marinomonas 

0 Marinomonas 

rinomonas. 
Thioalkalispira 

9 Thioalkalispira 

hiorhodospiraceae; 


Amphibacillus 
acillus fermentum 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Paenibacillus 

4 3905341 Paenibacillus 


Marinobacter 
2 Marinobacter 


monadaceae; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma 

3 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


NR_025704.1 


Spiroplasma. 


Spiroplasma helicoides 


605006 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


605006 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


605006 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


605006 Bacteria_16S 


chrysopicola stra 
chrysopicola Bact 


605006 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


605006 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


605006 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


605006 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


605006 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


605006 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


605006 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


605006 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


605006 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


605006 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


605006 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


605006 Bacteria_16S 


PB90-1 16S riboso: 
Opitutae; Opituta 


605006 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


605006 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


605006 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


605006 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


605006 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


605006 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


605006 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


4151475 4151512 53 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4154469 4154506 53 90 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4156034 4156071 53 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4157599 4157636 53 

in DF-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 
4159166 4159203 53 90 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4160731 4160768 53 90 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
105112 105156 47 90 gi 
t8.Bl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
392728 392760 55 87 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
457535 457591 35 90 gi 


90 gi 


Spiroplasma 
Spiroplasma 
90 gi 


Spiroplasma 
90 gi 


ammaproteobacteria; Pseudomonadales; P 
458987 459043 35 90 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


501968 502000 55 87 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

555277 555333 35 90 


gi 


gi 


ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
703612 703652 50 


Paenibacillus 
90 gi 


ammaproteobacteria; Chromatiales; Chro 
718709 718741 55 87 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
754357 754381 66 90 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
761932 761964 55 87 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
905208 905252 47 90 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
r. 


960962 961018 
16S ribosomal RNA, 
ammaproteobacteria; 


35 90 gi 
complete sequence 
Pseudomonadales; 


4150819 41 


4153813 41 


4155378 41 


4158509 41 


219846113 
521 
taceae; Sp 
219846111 
553 
taceae; Sp 
219846110 
568 
taceae; Sp 
219846109 
uence 
lasmatales 
219846108 
600 
taceae; Sp 
219846107 
equence 
lasmatales 
265678993 
nce 10448 
s; Thermoa 
265678793 
sequence 
illaceae; 
265678746 


16S ribosomal RNA, partial sequence 456977 45835 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678717 


501307 50281 


265678682 


6S ribosomal RNA, partial sequence 554659 55615 


701473 70290 


265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678569 
ence 71801 
illus. 
265678543 
ence 75371 
cteriales; 
265678538 
quence 
illaceae; 
265678441 
ence 90455 
aerobacter 


265678404 


ref|NR_025703.1 


lasma. 
NR_025701.1 


irop 
ref 


lasma. 
NR_025700.1 


irop 
ref 


lasma. 
ref|NR_025699.1 

4156944 415845 
; Spiroplasmatac 
ref|NR_025698.1 


irop 


lasma. 
NR_025697.1 
160075 416159 

; Spiroplasmatac 
ref |NR_029301.1 
6 105949 Thermo 
naerobacteraceae 
ref|NR_029098.1 
392074 393575 
Paenibacillus. 
ref|NR_029051.1 


irop 
ref 


rs 


aceae; Pseudomon 
ref|NR_029050.1 

458401 459808 
omonadales; Pseu 


ref|NR_029022.1 


ref|NR_028987.1 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 

556819 556875 35 90 gi| 265678681 |ref|NR_028986.1 
6S ribosomal RNA, partial sequence 556201 55769 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 

585515 585547 55 87 gi|265678662|ref|NR_028967.1 

16S ribosomal RNA, partial sequence 584888 586308 Bacill 
lales; Bacillaceae; Bacillus. 

606587 606619 55 87 gi| 265678647 |ref|NR_028952.1 
-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceano 
tes; Bacillales; Bacillaceae; Oceanobacillus. 

696259 696283 66 90 gi| 265678585 |ref|NR_028890.1 
mal RNA, partial sequence 695588 697067 Opitutus terrae Bacte 
les; Opitutaceae; Opitutus. 

702146 702178 55 87 gi| 265678581 |ref|NR_028886.1 


9 Paenibacillus 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028873.1 
9 719581 Virgib 


ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028842.1 

761257 762788 
Paenibacillus. 
ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


v 


ref |NR_028706.1 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Paenibacillus 
Paenibacillus 


v 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 
Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 
Bacillus barbaricus 
us barbaricus Bacteria; 


Oceanobacillus 
bacillus picturae 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Paenibacillus graminis 
graminis Bacteria; 


Lamprocystis purpurea 


purpurea Bacteria; 


Virgibacillus 
acillus marismortui 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Paenibacillus 
Paenibacillus 


Thermoanaerobacter 
anaerobacter 


robacteraceae; 


Pseudomonas veronii 


960323 961843 Pseudomonas veronii Bacteria; 


Pseudomonadaceae; 


Pseudomon 


as. 


605006 Bacteria_16S 
iheyensis HTE831 
Bacteria; Firmicutes; 
605006 Bacteria_16S 


1155263 1155295 55 


Bacillales; 
1194656 1194700 47 


pacificum DSM 12653 16S ribosomal RNA, partial sequence 
Clostridia; 


DSM 12653 Bacteria; 
Carboxydibrachium. 
605006 Bacteria_16S 


Firmicutes; 


1244574 1244606 55 


metallireducens strain 853-15 16S ribosomal RNA, partial sequence 
Clostridiales; 


metallireducens Bacteria; Firmicutes; 
605006 Bacteria_16S 1313722 1313766 47 
brockii subsp. brockii strain HTD4 


Thermoanaerobacterales; 
605006 Bacteria_16S 

subsp. 
subsp. 
605006 
strain 


1315319 1315351 55 


subtilis Bacteria; Firmicutes; 
Bacteria_16S 1415170 1415226 35 


605006 Bacteria_16S 1506219 1506263 47 
brockii subsp. 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
605006 Bacteria_16S 
strain LMG 21880 
Firmicutes; Bacillales; 


605006 Bacteria_16S 


1630539 1630571 55 


Bacillaceae; 
1635201 1635233 55 


maitriensis strain S1 16S ribosomal RNA, partial sequence 
Planococcaceae; 


Bacteria; Firmicutes; 
605006 Bacteria_16S 


Bacillales; 
1641146 1641202 35 


proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 


proteolytica Bacteria; 
Pseudomonas. 
605006 Bacteria_16S 


strain CMS 38 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


605006 Bacteria_16S 1644269 1644325 35 


strain CMS 35 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


605006 Bacteria_16S 1654920 1654952 55 


strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


605006 Bacteria_16S 1689946 1689978 55 


rifietoensis strain M8 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
605006 Bacteria_16S 


strain KMM 241 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


605006 Bacteria_16S 1741914 1741950 54 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


thomasii Bacteria; 
Anaerobiospirillum 


605006 Bacteria_16S 1778209 1778241 55 


agaridevorans strain DSM 1355 16S ribosomal RNA, partial 
Bacillales; 


agaridevorans Bacteria; 
605006 Bacteria_16S 


Firmicutes; 
1779758 1779790 55 


Bacillaceae; 


Clostridia; 


Bacillales; 


87 gi 


16S ribosomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 


90 gi 


253680753 


228715634 
11940 


ref|NR_028001.1| Oceanobacillus 
00 Oceanobacillus iheyensis HTE831 


ref |NR_027536.1| Carboxydibrachium 
29 1195514 Carboxydibrachium pacificum 


Thermoanaerobacterales; Thermoanaerobacteraceae; 


87 gi 


90 gi 


16S ribosomal RNA, 
Thermoanaerobacter brockii subsp. brockii Bacteria; 
Thermoanaerobacteraceae; 


87 gi 


subtilis strain DSM 10 16S ribosomal RNA, partial sequence 
Bacillaceae; 


90 gi 


LMG 2210 16S ribosomal RNA, partial sequence 1414552 14160 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


90 gi 


lactiethylicus strain SEBR 5268 16S ribosomal RNA, 
lactiethylicus 
Thermoanaerobacteraceae; 


87 gi 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


87 gi 


90 gi 


Proteobacteria; Gammaproteobacteria; Pseud 
1642708 1642764 35 90 gi| 219878448 
1642082 16435 


90 gi 


16 


87 gi 


16 


87 gi 


16892 
Bacillales; Planococcaceae; Planococcus. 
1700791 1700835 47 90 gi| 219878407 


90 gi 


87 gi 


87 gi 


agarexedens strain DSM 1327 16S ribosomal RNA, partial 


agarexedens Bacteria; Firmicutes; 


Bacillales; 


Thermoanaerobact 


Planococcus. 


1700153 17016 


Paenibacillaceae; 


219857537 


228718892 


228716557 
Ba 
224581448 
219846365 
Bacteria; 
219878456 
219878453 
16345 


219878449 


219878447 
43643 16451 


219878438 
54275 16557 


219878414 


219878379 
Aeromonad 


219878351 
sequence 


219878350 
sequence 


Paenibacillaceae; Paenibacillus. 


partial sequence 
Firmicutes; 
Thermoanaerobacter. 


ref|NR_025125.1| Desulfitobacterium 
1243915 1245428 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref|NR_027577.1| Thermoanaerobacter 
1313094 1314606 
Clostridia; 


ref|NR_027552.1| Bacillus subtilis 
1314657 1316173 Bacillus subtilis 
cillus. 
ref|NR_027230.1| Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
Pseudomonas. 
ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 
er. 
ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


ref|NR_025592.1] Planococcus 
30 1635961 Planococcus maitriensis 
ref|NR_025588.1| Pseudomonas 


1640520 1642031 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
aceae; Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025577.1| Thermomonas fusca 

71 Thermomonas fusca Bacteria; 

aceae; Thermomonas. 

ref|NR_025553.1] Planococcus 

86 1690816 Planococcus rifietoensis 


ref|NR_025546.1| Glaciecola mesophila 

51 Glaciecola mesophila Bacteria; 

aceae; Glaciecola. 

ref|NR_025518.1| Anaerobiospirillum 
1741287 1742780 Anaerobiospirillum 

ales; Succinivibrionaceae; 

Paenibacillus 


ref |NR_025490.1 


1777548 1779056 Paenibacillus 
Paenibacillus. 
ref|NR_025489.1| Paenibacillus 


1779107 1780619 Paenibacillus 


605006 Bacteria_16S 1790238 1790270 55 87 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

605006 Bacteria_16S 1800874 1800906 55 87 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

605006 Bacteria_16S 1804009 1804041 55 87 gi|219878333|ref|NR_025472.1| Virgibacillus 


necropolis strain 
necropolis Bacteria; 
605006 Bacteria_16S 


Firmicutes; 


strain DSM 497 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 
605006 Bacteria_16S 


LMG 19488 16S ribosomal RNA, 
Bacillales; 


complete sequence 
Bacillaceae; 


1842282 1842314 55 87 gi| 219878307 |ref|NR_025446.1 
1841624 18431 
Bacillaceae; Bacillus. 
1860376 1860420 47 90 gi| 219878294 |ref|NR_025433.1 


1803341 1804862 Virgibacillus 
Virgibacillus. 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Alteromonas 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 


stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Alteromonas. 
605006 Bacteria_ 
strain LMG 21857 
Proteobacteria; 
605006 Bacteria_ 


azoreducens strai 
Firmicu 


Bacteria; 
605006 Bacteria_ 
strain LMG 18435 
Firmicutes; 
605006 Bacteria_ 
strain LMG 18419 
Firmicutes; 
605006 Bacteria_ 
strain LMG 12370 
Firmicutes; 
605006 Bacteria_ 


nitritireducens s 
nitritireducens B 


Stenotrophomonas. 
605006 Bacteria_ 


roseopersicina st 
roseopersicina Ba 


605006 Bacteria_ 
strain SW-47 16S 
Proteobacteria; 

605006 Bacteria_ 


strain TF-9 16S r 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 

605006 Bacteria_16S 2219418 2219474 35 90 gi| 219857586 |ref|NR_025174.1 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 221879 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 

Pseudomonas. 

605006 Bacteria_16S 2226983 2227015 55 87 gi| 219857581 |ref|NR_025169.1 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenib 


G 


Bacil 


Bacil 


Bacil 


G 


16S 1869537 1869581 47 90 gi 


16S 1915022 1915054 55 87 gi 
n CM1 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 


16S 1940952 1940984 55 87 gi 


lales; 
16S 


Bacillaceae; Bacillus. 
1942496 1942528 55 87 gi 
lales; 
16S 


Paenibacillaceae; 


2038459 2038491 55 87 gi 
lales; Bacillaceae; Virgibacillus. 

16S 2043134 2043166 55 87 gi 
train L2 16S ribosomal RNA, partial se 


acteria; Proteobacteria; Gammaproteoba 


16S 2061670 2061710 50 90 gi 
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605006 Bacteria_16S 2234574 2234630 35 90 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

605006 Bacteria_16S 2285181 2285213 55 87 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 2316802 2316834 55 87 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

605006 Bacteria_16S 2319842 2319874 55 87 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

605006 Bacteria_16S 2321374 2321430 35 90 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 
strain CFML 97-391 16S ribosomal RNA, partial sequence 2320764 2322265 Pseudomonas brenneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

605006 Bacteria_16S 2322926 2322982 35 90 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
strain CFML 97-514 16S ribosomal RNA, partial sequence 2322316 2323816 Pseudomonas grimontii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

605006 Bacteria_16S 2345452 2345484 55 87 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

605006 Bacteria_16S 2387932 2387976 47 90 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
605006 Bacteria_16S 2424683 2424739 35 90 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
605006 Bacteria_16S 2470045 2470101 35 90 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioalkalivibrio nitratis 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
605006 Bacteria_16S 2551044 2551076 55 87 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 


subtilis subsp. 


spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


605006 Bacteria_16S 2555605 2555661 35 90 gi 
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strain CIP 105469 16S ribosomal RNA, partial sequence 2554974 2556489 Pseudomonas gessardii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

605006 Bacteria_16S 2581617 2581673 35 90 gi|219857280|ref|NR_024911.1| Pseudomonas rhodesiae 
strain CIP 104664 16S ribosomal RNA, complete sequence 2580986 2582507 Pseudomonas rhodesiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

605006 Bacteria_16S 2597160 2597216 35 90 gi|219857270|ref|NR_024901.1| Pseudomonas libanensis 
strain CIP 105460 16S ribosomal RNA, complete sequence 2596529 2598044 Pseudomonas libanensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

605006 Bacteria_16S 2627999 2628031 55 87 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

605006 Bacteria_16S 2634013 2634045 55 87 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

605006 Bacteria_16S 2679368 2679400 55 87 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

605006 Bacteria_16S 2698704 2698736 55 87 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 2769175 2769207 55 87 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 2778392 2778424 55 87 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

605006 Bacteria_16S 2789006 2789038 55 87 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

605006 Bacteria_16S 2871144 2871176 55 87 gi|219856877|ref|NR_024696.1| Bacillus vallismortis 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 2874311 2874343 55 87 gi|219856875|ref|NR_024694.1] Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

605006 Bacteria_16S 2875886 2875918 55 87 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 2882151 2882183 55 87 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 3083808 3083852 47 90 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

605006 Bacteria_16S 3095723 3095779 35 90 gi|219846858|ref|NR_026450.1| Ruminobacter 
amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; Ruminobacter. 

605006 Bacteria_16S 3156000 3156044 47 90 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
605006 Bacteria_16S 3174197 3174241 47 90 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
605006 Bacteria_16S 3364137 3364161 66 90 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 

605006 Bacteria_16S 3542492 3542524 55 87 gi|219846548|ref|NR_026140.1| Bacillus clausii 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 3545602 3545634 55 87 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 3597404 3597436 55 87 gi| 219846509 |ref|NR_026101.1]| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

605006 Bacteria_16S 3611123 3611155 55 87 gi|219846498|ref|NR_026090.1| Planococcus citreus 
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605006 Bacteria_16S 59728 59759 56 87 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

605006 Bacteria_16S 61276 61307 56 87 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

605006 Bacteria_16S 102088 102119 56 87 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

605006 Bacteria_16S 132621 132656 55 90 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

605006 Bacteria_16S 150719 150754 55 90 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 152275 152310 55 90 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 155392 155427 55 90 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 182749 182784 55 90 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 185891 185926 55 90 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
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6S ribosomal RNA, 
ridia; Thermoanaerobacterales; 
281907 281942 55 90 
ribosomal RNA, partial sequence 


Thermoa 
gi 


200572 20203 


Peptococc 


naerobact 


contaminans strain R-16222 16S ribosomal RNA, partial sequence 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


265678890 
complete sequence 257219 25873 


265678872 
281272 28276 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

188983 189018 55 90 gi| 265678937 |ref|NR_029245.1| Clostridium 
rain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

201236 201271 55 90 gi|265678929|ref|NR_029237.1| Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
219854 219885 56 87 gi|265678916|ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
224331 224366 55 90 gi|265678913|ref|NR_029221.1| Peptococcus niger 


4 Peptococcus niger Bacteria; 
Ss. 
ref|NR_029198.1| Moorella glycerini 

1 Moorella glycerini Bacteria; 
raceae; Moorella group; Moorella. 
ref|NR_029178.1| Eubacterium infirmum 
7 Eubacterium infirmum Bacteria; 


u 


e 


ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

321365 321396 56 87 gi|265678846|ref|NR_029151.1| Bacillus 

strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332324 332359 55 90 gi|265678839|ref|NR_029144.1| Moorella 
a strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
a Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
oorella. 

394223 394258 55 90 gi|265678792|ref|NR_029097.1| Oribacterium sinus 

16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Oribacterium. 

456056 456091 55 90 gi| 265678747 |ref|NR_029052.1| Streptococcus 
train 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
acteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

474258 474293 55 90 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

497263 497298 55 90 gi|265678720|ref|NR_029025.1| Streptococcus 

M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

512607 512642 55 90 gi|265678710|ref|NR_029015.1| Streptococcus 
CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

526277 526308 56 87 gi|265678701|ref|NR_029006.1| Anoxybacillus 


525601 527141 Anoxybacillus 


ATTAGAAGTTCCCTTCGGGGACGCTAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCA 
TTAGTTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTAC 
ACACGTGCTACAATGGGCAGTACAACGAGAAGCAAGCCGGTGACGGCAAGCGAATCTCTTAAAGCTGTTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACG 
AAGCTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCTGCAATGCCCAAAGC 
CGGTGGCCTAACCGTAAGGAAGGAGCCGTCTAAGGCAGGGCAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTT 
TTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGC 
AAGTCGAACGGGCTTCTTCGGAAGTCAGTGGCAGACGGGTGAGTAACACGTGGGAACGTGCCCTTCGGTTCGGAATAACTCAGGGAAACTTGAGCTAATACCGGA 
TACGCCCTTACGGGGAAAGGTTTACTGCCGAAGGATCGGCCCGCGTCTGATTAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGA 
GAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGC 
GTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGACGATAATGACGGTACCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAA 
TACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCGATTAAGTCGGGGGTGAAAGCCTGTGGCTCAACCACAGAATTGCCTTC 
GATACTGGTTGGCTTGAGACCGGAAGAGGACAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTGTCTGGT 
CCGGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGCCTGCTTGCAGG 
TCAGTGGCGCCGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGAAGCAACACGCAGAACCTTACCATCCCTTGACATGGCATGTTACCTCGAGAGATCGGGGATCCTCTTCGGAGGCGTGCACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCCTTAGTTGCCATCATTCAGTTGGGCACTCTAGGGAGACTGCCGGT 
GATAAGCCGCGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGAAACCGCGA 
GGTTGAGCAAATCCCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGCGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTCTTACCCGACGGCGCTGCGCCAACCGCAAGGGGGCAGGCGACCACGGTAGGGTCAG 
CGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNGAGCTTGCTCTTTGATTCTAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCCTATACACATGGATAACATACCGAAAGGTATGCTAATACAAGA 
TAATACTAAGATAAGGCATCTTATTTTAGTCAAAGCGTTAGCGGTATAGGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGA 
TGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCT 
GATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTAAGGGAAGAATACTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCCCTTCAAGTCAGAGGTGAAAGGCTACGGCTCA 
ACCGTAGTAAGCCTTTGAAACTGTAGGGCTTGAGTGCAGGAGAGGAGAGTGGAATTCCCAGTGTAGCCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTTGC 
AGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGAGTGCTAGG 
TGTCGGGGGTTACCCCCCTCGGTGCGGCAGCTAACGCATTAAGCACTCTGCCTGGGAAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCAC 
AAGCAGCGGAGCATGTGGTTTAATTNGAAGCAACGCGAAGAACCTTACCTAGGCTTGACATCCCTTGGACCGCTTCTTAACCGAAGCTTTCCCTTTTGGGACTGA 
GGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACCTTTAGTTGCCAGCATTTAGGATGGG 
CACTCTAGAGGGACTGCCGAGGATAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTTAGGGCTACACACGTGCTACAATGGCTAGTAC 
AGAGGGTTGCGAAGTCGCGAGGCCAAGCTAATCCCTTAAAGCTAGTCTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGCTGGAGTTGCTAAGTAATCG 
CGAATCAGAATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCGGGGGCGCCCTAAGTCGGGTATCCAACCATTAGGAGG 
AACCCGCCGAAGGTGAAATCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCGGCAGGCCTAACACATGCAAGTC 
GAGCGGTAACAGATCTAGCTTGCTAGATGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGCT 
AATACCGCATACGTCCTACGGGAGAAAGGGGGCTTCGGCTCCCGCTATTGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACG 
ATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCC 
TGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAACGCCTAGTGGTTAATACCCATTAGGAAAGACATCACTCG 
CAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAA 
GCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGT 
AGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGTCGACCAGCCGTTGGGTGCCTAGAGCACTTTGTGGCGAAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACT 
CAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCTACAGAAGCCGGAAGAGA 
TTCTGGTGTGCCTTCGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCT 
TATTTGCCAGCGAGTAATGTCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTA 
CACACGTGCTACAATGGCCGGTACAAAGGGCTGCGAGCTCGCGAGAGTCAGCGAATCCCTTAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGT 
GAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAG 
TGGTTAGCCTAACGCAAGAGGGCGATCACCACGGTGGGTTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTCGACAGAGTTT 
GATCCTGGCTCAGGACGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTGGTGCTTGCACCGGGTGGATGAGTGGCGAACGGGTGAGTAAC 
ACGTGAGTAACCTGCCCCCGACTTCGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCAACGCTCGCATGAGTGTTGGTGGAAAGTTTTTTCGGTTG 
GGGATGGGCTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGACGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACC 
GCTTTCAGCAGGGAAGAAGCCCCTTGGGGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACAAGCGTTGTC 
CGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTGGTCACGTCTGCTGTGGAAACGCAACGCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTGCA 
GTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGATTCTGGGCTGTAACTGACACTGAGGAGCG 
AAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCG 
AAGAACCTTACCAAGGCTTGACATACACCAGACCGTCCTGGAAACAGGTCCTCCTCTTTGAGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTTCGTTCTATGTTGCCAGCACGTAAAGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGAGATGCGAGACCGCGAGGTTTTAGCGAATCCCTT 
AAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCCTTGTGGGGAAGGGGCCGTCTAAGGTGGGACTGGCAATTGGGAC 
TAAGTCGTAACAAGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTT 
AACACATGCAAGTCGAACGCTGAAGCTCCCAGCTTGCTGGGGGTGAATGAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCC 
CGGGAAACTGGGTCTAATACCGGATAGGACTGATCATCGCATGGTGGTTGGTTGAAAGTTTTTGACGGTTTTGGATGGACTCGCGGCCTATCAGTTTGTTGGTGG 
GGTAATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGG 
ATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTTGGGACGAAGCCCTTCGGGGTGACG 
GTACCTTCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGT 
TTGTCACGTCTGCTGTGAAAGCTCGGGGCTTAACCTCGAGTTTGCAGTGGGTACGGGCAGGCTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGA 
AATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGAACATTTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACTGGAT 
CGCCCTAGAGATAGGGTTTCCCTTCGGGGCCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGGAAC 
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in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
775861 775896 55 90 gi 
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867393 867424 56 87 gi 


gi 


ammaproteobacteria; Xanthomonadales; X 
897539 897574 55 90 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
899112 899143 56 


Enterococ 
87 gi 


koreensis strain YC300 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
605006 Bacteria_16S 909876 909911 55 90 gi 


xylanovorans stra 
xylanovorans Bact 


605006 Bacteria_16S 


in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 


531745 53318 
548509 55004 
Sporomusa. 


MIL-1 16S ribosomal RNA, partial sequ 


acteria; Gammaproteobacteria; Oceanosp 


581868 58337 


631874 63335 


642624 644123 Sporo 


651676 65311 


659171 660617 Morax 


675861 67745 


705889 70720 


775183 77669 


787469 78896 
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DSM 771 Bacteria; 


605006 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


605006 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


605006 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


605006 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


605006 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


605006 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


605006 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


605006 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


bosomal RNA, partial sequence 


teria; 


931538 931573 55 90 gi|265678424|ref|NR_028726.1| Clostridium 
um strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
um Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

939284 939319 55 90 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

957927 957958 56 87 gi| 265678406 |ref|NR_028708.1| Geobacillus 
s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

962558 962593 55 90 gi| 265678403 |ref|NR_028705.1| Enterococcus 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

996376 996411 55 90 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
bacillales; Carnobacteriaceae; Granulicatella. 

1017466 1017549 5 87 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 

RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 


Mo 
gi 


ia; Pseudomonadales; Moraxellaceae; 
1020659 1020694 55 90 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1022212 1022247 55 90 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1023783 1023818 55 90 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1034413 1034444 56 87 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1081132 1081163 56 87 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1117523 1117558 55 90 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
1118916 1119003 1 87 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1159812 1159847 55 90 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1165946 1165981 55 90 gi 
somal R 
pelotri 


Streptococ 


gi 


oc 


gi 


Streptoc 
gi 


oc 


ct 


’ 


chi; Erysipelotrichales; Erysip 
1176557 1176592 55 90 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1206836 1206871 55 90 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1224821 1224856 55 90 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1237028 1237063 55 90 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1265517 1265552 55 90 gi 
, partial sequence 
ridiales; Clostridiaceae; 


id 


ri 


L 
pt 


en 
sp 


Clostridium. 


raxella. 
265678364 
1019984 10214 


cus. 


265678363 
e sequence 
tococcacea 
265678362 
1023111 10246 


cus. 


265678355 
10337 
urinibacil 
265678322 
1080469 10819 


265678297 
1116890 11182 


cus. 


228716249 
1118333 11198 


eriales; 


228721485 


11591 


Peptococ 
228720470 
NA, partial sequence 1165300 1166687 Clost 
elotrichac 
228718376 
1175949 11773 


iaceae; 


228715354 


12061 
chales; 


219878314 
sequence 
ococcace 
219878251 


ce 12363 
iraceae; 


219846539 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


1297047 1297078 56 87 gi 


lales; Bacillaceae; Bacillus. 

1312190 1312221 56 87 gi 
ain LMG 747 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobact 


s 
er 


605006 Bacteria_16S 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 


1323056 1323091 55 90 gi 


219857534 
1296399 12978 


228721465 


equence 
ia; Xant 


228715345 


ref|NR_028666.1 
95 Streptococcus 


ref|NR_028665.1 

1021546 102306 
e; Streptococcus 
ref |NR_028664.1 
30 Streptococcus 


ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref|NR_028624.1 


ref|NR_028598.1 
82 Streptococcus 
ref|NR_027549.1 
Enterobacteriac 
ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027592.1 
ridium spirofor 
eae. 
ref|NR_027573.1 
Clostridium. 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_026131.1 


ref|NR_025122.1 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Clostridium spiroforme 


me DSM 1552 Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Streptococcus 

1 Streptococcus 

Ss. 

Parasporobacterium 
orobacterium paucivorans 
ium. 

Clostridium grantii Al 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


ref|NR_027517.1 


Streptococcus 
1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


Streptococcus. 


605006 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


605006 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


605006 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


605006 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


605006 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


605006 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


605006 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


605006 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


605006 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


605006 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


605006 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


605006 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


605006 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


605006 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


605006 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


605006 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


605006 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


605006 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


605006 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


605006 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


605006 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


605006 Bacteria_16S 


entericus strain 
entericus Bacteri 


605006 Bacteria_16S 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


605006 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


1383751 1383786 55 90 

ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 

1409171 1409206 55 90 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1410668 1410703 55 90 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1418274 1418309 55 90 gi 


gi 


Lachno 
gi 


ridia; Clostridiales; Clostridiales Fa 
1419771 1419802 56 87 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1491391 1491426 55 90 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1518274 1518309 55 90 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1519786 1519821 55 90 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1586384 1586415 56 87 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 

1587944 1587979 55 90 gi 
bacillales; Enterococcaceae; Enterococ 
1609463 1609498 55 90 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1613910 1613945 55 90 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1636664 1636695 56 87 gi 
omal RNA, partial sequence 
laceae; Bacillus. 

1638155 1638186 56 
omal RNA, partial sequence 
laceae; Bacillus. 

1651840 1651871 56 87 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1661081 1661112 56 87 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1667160 1667247 1 87 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1670293 1670328 55 90 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1722096 1722183 1 87 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1734248 1734283 55 90 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1745030 1745065 55 90 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1764743 1764778 55 90 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1767690 1767725 55 90 gi 
ZF2 16S ribosomal RNA, partial sequenc 
tes; Clostridia; Clostridiales; Clostr 


87 gi 


1843847 1843882 55 90 
S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 


gi 


Isobacu 


1408524 1 


16S ribosomal RNA, partial sequence 1417633 1 


spiraceae 


409 
Clostridi 
sequen 

Strep 


ce 
toc 


419 


mily XI. 


1490 


ostridiac 


Hespelli 


Hespelli 


cus. 


rtial s 
ales; S 


pa 
11 


1613 


idiales F 


rtial s 
llaceae 


pa 
ci 


s 
cc 
2 


equence 
aceae; 


1666 


Enteroba 


Clostridi 


oraxellac 


ue 
ia 


nce 
les; La 
1744 
occus. 
uence 

occacea 


eq 
oc 


1767 
iales F 


e 
id 


lum. 


228716944 
1383100 13845 


224581401 
224581432 
224581446 
224581445 
1419106 14206 
219846902 
219857618 


1517647 15191 


219857617 
1519166 15206 


219878487 
1585730 15872 


219878486 
16S ribosomal RNA, partial sequence 1587284 15887 


219878470 
219878467 
219878452 


1636012 1637452 Bacil 


219878451 
1637503 1638932 Bacil 
219878441 
219878434 
19878430 
219878428 


1669639 16711 


219878393 
1721510 17230 
219878385 
219878377 


219878361 


219878359 


219878306 


ref 


Roseburia. 


ref 


, 


9 
um. 
ref 

1410019 14114 
ccaceae; Strept 


ref 


fe} 


0 
Incer 


ref 


tae Sedis; 


ref 
49 1492247 Clost 
ae; 
ref 


7 
e 


a 


ref 


a 


ref 


ref 
92 Enterococcus 


ref 
quen 
rept 
ref 
59 1614770 Helco 
mily XI. Incert 
ref 
lus 


ce 16088 
ococcaceae; 


e 
t 


2 
a 


soli Bacter 


ref 
lus vireti Bact 
ref 
quen 
Bac 
ref rl 
1660434 16619 
aenisporosarcin 
ref 
70 1668063 Esche 
teriaceae; Esch 
ref 


e ce 16511 


illus. 


v 


P 


5 
c 


um. 


ref 
eae; 
ref 

1733638 17350 
hnospiraceae; P 
ref 
69 1745812 Strep 


Psychrobact 


c 
3 


ref 

1764167 17655 
; Streptococcus 
ref 
74 1768507 Sedim 
mily XI. Incert 


e 


0 
a 


ref 


NR_027557.1 
81 Roseburia intestinalis L1-82 


NR_024719.1 
68 Clostridium hylemonae Bacteria; 


NR_027214.1 
NR_027228.1 
55 Helcococcus ovis Bacteria; 


NR_027227.1 
13 Bacillus infernus Bacteria; 


NR_026494.1 
Clostridium. 
NR_025207.1 


15 Hespellia stercorisuis Bacteria; 


NR_025206.1 
14 Hespellia porcina Bacteria; 


NR_025626.1 


33 Bacillus humi 


NR_025625.1 


NR_025609.1 


NR_025606.1 


NR_025591.1 


NR_025590.1 


NR_025580.1 


NR_025573.1 


NR_025567.1 
36 Clostridium bolteae Bacteria; 


NR_025532.1 
00 Psychrobacter 
NR_025524.1 
NR_025516.1 


NR_025500.1 


NR_025498.1 


NR_025445.1 
1843183 1844697 Isobaculum melis Bacteria; 


8 
° 


H 


r 


6 


Cc 


a 


i 


e 


9 


1; 


r 
e 


e 


7 
s 


t 


0 


ie 
a 


ae 
NR_025569.1 


Roseburia intestinalis 


Clostridium hylemonae 


Streptococcus 
6 Streptococcus 
coccus. 
Helcococcus ovis 
elcococcus. 
Bacillus infernus 
Clostridium 


idium saccharolyticum 


Hespellia stercorisuis 


Hespellia porcina 


Bacillus humi strain 


Bacteria; Firmicutes; 


Enterococcus italicus 


italicus Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Helcococcus sueciensis 
occus sueciensis 
e Sedis; Helcococcus. 
Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Bacillus 
2 1652677 Bacillus 


Sporosarcina 
6 Paenisporosarcina 


Escherichia albertii 
ichia albertii Bacteria; 
richia, 

Clostridium bolteae 


Psychrobacter luti 
luti Bacteria; 
ts 

Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Streptococcus ratti 
ococcus ratti Bacteria; 


Streptococcus 
1 Streptococcus 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Isobaculum melis 


605006 Bacteria_ 
haemolytica strai 
haemolytica Bacte 


Thermomonas. 


605006 Bacteria_ 


strain DSM 9172 
Firmicutes; 


605006 Bacteria_ 


strain 3S-1 16S 


16S 1849945 1849976 56 87 


gi 


ria; Proteobacteria; 


16S 1857320 1857355 55 90 gi 


ribosomal RNA, partial sequence 


n A50-7-3 16S ribosomal RNA, partial s 
Gammaproteobacter 


ia; 


219878302 
equence 
Xanthomonadales; 


219878296 


1870444 18719 


ref|NR_025441.1] Thermomonas 

1849299 1850798 Thermomonas 
Xanthomonadaceae; 
ref 


NR_025435.1| Trichococcus palustris 


16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Lactobacillales; Carnobacteriaceae; Trichococcus. 
16S 1871108 1871139 56 87 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

605006 Bacteria_16S 1880273 1880308 55 90 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

605006 Bacteria_16S 1881854 1881889 55 90 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

605006 Bacteria_16S 1883430 1883465 55 90 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

605006 Bacteria_16S 1885010 1885045 55 90 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 


strain DSM 3132 
Firmicutes; Clos 
605006 Bacteria 
strain DSM 5651 
Proteobacteria; 


605006 Bacteria_ 
CIP 106764 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
605006 Bacteria_ 


Firmicutes; 


strain LMG 17489 
Firmicutes; Baci 


605006 Bacteria_ 


strain m2661/98/ 
Firmicutes; Lact 


605006 Bacteria_ 


broegbernensis s 
broegbernensis B 
Pseudoxanthomona 


605006 Bacteria_ 


strain DSM 5192 
Firmicutes; Clos 


605006 Bacteria_ 


strain ATCC 3558 
Firmicutes; Clos 


605006 Bacteria_ 


strain TF-12 16S 
Firmicutes; Baci 


605006 Bacteria_ 


strain TF-11 16S 
Firmicutes; Baci 


605006 Bacteria_ 


taiwanensis stra 


tridia; 
16S 


Clostridiales; Veillonellaceae; 
1895818 1895853 55 90 gi 


Deltaproteobacteria; Desulfobacterales; 
16S 1903283 1903318 55 90 gi 


Facklamia. 
16S 1945662 1945693 56 87 gi 
llales; 
16S 


1 


Bacillaceae; Bacillus. 
1960827 1960862 55 90 gi 
16S ribosomal RNA, partial sequence 


s 


D 


6S ribosomal RNA, partial sequence 1884339 18858 


219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


219878221 
19601 


poromusa. 
219878267 
6S ribosomal RNA, partial sequence 1895145 18966 
esulfobacter 
219878261 
1902626 19040 


66 Sporomusa acidovorans Bacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 


ref|NR_025406.1 
59 Desulfococcus 
aceae; Desulfococcus. 
ref|NR_025400.1| Facklamia miroungae 
30 Facklamia miroungae Bacteria; 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


ref|NR_025360.1| Vagococcus fessus 
67 1961603 Vagococcus fessus Bacteria; 


obacillales; Enterococcaceae; Vagococcus. 

16S 2041577 2041608 56 87 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
train B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
acteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

Ss. 

16S 2050968 2051003 55 90 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
tridia; Clostridiales; Veillonellaceae; Anaerosinus. 

16S 2060149 2060184 55 90 gi|219878150|ref|NR_025289.1| Eubacterium sulci 

5 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
tridia; Clostridiales; Eubacteriaceae; Eubacterium. 

16S 2124097 2124132 55 90 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 


ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 
16S 2125653 2125688 55 90 
ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 
16S 2184596 2184627 56 87 


gi 


gi 


2123444 21249 


219857651 
2125001 21265 


219857609 
in CB-226 16S ribosomal RNA, partial sequ 


ence 


50 Bacillus aquimaris Bacteria; 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


Pseudoxanthomonas 
6 Pseudoxanthomonas 


ref 
2 


NR_025198.1 
183928 218546 


taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

605006 Bacteria_16S 2237664 2237699 55 90 gi|219857574|ref|NR_025162.1]| Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

605006 Bacteria_16S 2254402 2254437 55 90 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

605006 Bacteria_16S 2259016 2259051 55 90 gi|219857560|ref|NR_025148.1| Streptococcus iniae 


strain ATCC 2917 
Firmicutes; 


strain SK-1 16S 


Lactobacillales; 
605006 Bacteria_ 


8 16S ribosomal RNA, partial sequence 
Streptococcaceae; Streptoc 
16S 2266802 2266833 56 87 gi 


ribosomal RNA, partial sequence 


oc 


cus. 


219857555 
2266147 22676 


22583 


45 2259880 Streptococcus iniae Bacteria; 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

605006 Bacteria_16S 2289637 2289672 55 90 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

605006 Bacteria_16S 2312255 2312286 56 87 gi|219857521|ref|NR_025109.1| Geobacillus 


subterraneus strain 34 16S ribosomal RNA, partial sequence 
Geobacillus. 


Bacteria; 


Firmicutes; 


Bacillales; Bacillaceae; 


2311580 2313074 Geobacillus subterraneus 


605006 Bacteria_16S 2337793 2337828 55 90 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

605006 Bacteria_16S 2381849 2381880 56 87 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 2397002 2397037 55 90 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

605006 Bacteria_16S 2398522 2398553 56 87 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

605006 Bacteria_16S 2417032 2417067 55 90 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

605006 Bacteria_16S 2432047 2432078 56 87 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

605006 Bacteria_16S 2445733 2445820 1 87 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

605006 Bacteria_16S 2448828 2448863 55 90 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

605006 Bacteria_16S 2463863 2463898 55 90 gi| 219857407 |ref|NR_024995.1]| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 2467036 2467071 55 90 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 2495566 2495601 55 90 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

605006 Bacteria_16S 2504575 2504610 55 90 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

605006 Bacteria_16S 2530370 2530405 55 90 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 2558755 2558790 55 90 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

605006 Bacteria_16S 2564845 2564880 55 90 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

605006 Bacteria_16S 2572509 2572544 55 90 gi| 219857286 |ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 2589462 2589497 55 90 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

605006 Bacteria_16S 2592615 2592650 55 90 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

605006 Bacteria_16S 2664192 2664227 55 90 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

605006 Bacteria_16S 2665754 2665789 55 90 gi|219857213|ref|NR_024841.1]| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

605006 Bacteria_16S 2680907 2680942 55 90 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

605006 Bacteria_16S 2697151 2697182 56 87 gi|219857190|ref|NR_024818.1| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

605006 Bacteria_16S 2712244 2712279 55 90 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 2715153 2715240 1 87 gi|219857178|ref|NR_024806.1| Psychrobacter 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 


2714566 271605 


7 Psychrobacter 


okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

605006 Bacteria_16S 2729011 2729042 56 87 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

605006 Bacteria_16S 2732042 2732077 55 90 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

605006 Bacteria_16S 2787456 2787487 56 87 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
605006 Bacteria_16S 2794825 2794860 55 90 gi|219857120|ref|NR_024748.1]| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 
605006 Bacteria_16S 2817456 2817491 55 90 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 
605006 Bacteria_16S 2850971 2851002 56 87 gi|219856890|ref|NR_024709.1| Pseudomonas 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 


605006 Bacteria_16S 2852540 2852571 56 87 gi|219856889|ref|NR_024708.1| Pseudomonas geniculata 
strain ATCC 19374 16S ribosomal RNA, partial sequence 2851886 2853382 Pseudomonas geniculata 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 

605006 Bacteria_16S 2857219 2857250 56 87 gi| 219856886 |ref|NR_024705.1| Pseudomonas cissicola 
strain ATCC 33616 16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

605006 Bacteria_16S 2863360 2863395 55 90 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 


strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

605006 Bacteria_16S 2872722 2872753 56 87 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
605006 Bacteria_16S 2879033 2879064 56 87 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
605006 Bacteria_16S 2883697 2883732 55 90 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

605006 Bacteria_16S 2924763 2924798 55 90 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


605006 Bacteria_16S 2960701 2960788 1 87 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

605006 Bacteria_16S 2962338 2962373 55 90 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

605006 Bacteria_16S 2963887 2963922 55 90 gi|219856814|ref|NR_024633.1| Streptococcus canis 


strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


605006 Bacteria_16S 2976111 2976146 55 90 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 2998952 2998983 56 87 gi|219846924|ref|NR_026516.1| Anoxybacillus 


flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
605006 Bacteria_16S 3000526 3000557 56 87 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
605006 Bacteria_16S 3002092 3002123 56 87 gi|219846922|ref|NR_026514.1| Brevibacillus 

thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 


605006 Bacteria_16S 3024690 3024725 55 90 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

605006 Bacteria_16S 3030732 3030767 55 90 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

605006 Bacteria_16S 3032272 3032307 55 90 gi|219846901|ref|NR_026493.1| Clostridium indolis 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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605006 Bacteria_16S 3070165 3070200 55 90 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

605006 Bacteria_16S 3088240 3088275 55 90 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 

605006 Bacteria_16S 3089790 3089825 55 90 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

605006 Bacteria_16S 3091226 3091261 55 90 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

605006 Bacteria_16S 3101689 3101724 55 90 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

605006 Bacteria_16S 3157599 3157634 55 90 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

605006 Bacteria_16S 3181784 3181815 56 87 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
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3290815 3290846 56 87 gi 


ammaproteobacteria; Xanthomonadales; X 
3295469 3295500 56 87 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


3296996 3297031 55 90 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3388319 3388406 1 87 gi 


ammaproteobacteria; Chromatiales; Chro 
3527116 3527151 55 90 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 
3595876 3595911 55 90 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3598957 3598992 55 90 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3650385 3650440 33 87 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3653483 3653518 55 90 gi 


SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3661173 3661208 55 90 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
3662632 3662718 1 87 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3723141 3723172 56 87 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3796192 3796279 1 87 gi 
ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 3273522 32749 


6S ribosomal RNA, partial sequence 3275046 32765 


6S ribosomal RNA, partial sequence 3279583 32810 


Clostrid 


6S ribosomal RNA, partial sequence 3284145 32856 


6S ribosomal RNA, partial sequence 3288642 32901 


6S ribosomal RNA, partial sequence 3290167 32916 


16S ribosomal RNA, partial sequence 3387742 33891 


3595254 35967 


3649747 36512 


3660516 36619 


3795600 37970 


Acetobacte 
219846735 
quence 

es; Eubact 
219846734 


Acetobacte 
219846733 
sequence 
iales; Eub 
219846732 
quence 
es; Eubact 
219846731 


Acetobacte 
219846728 


anthomonad 
219846727 


anthomonad 
219846724 
equence 

ia; Xantho: 


v 


219846723 
ence 32963 
spiraceae; 
219846653 


matiaceae; 
219846558 
ete sequen 
idiales; C 
219846511 


Clostridiu 
219846508 
al sequenc 
idiales; C 
219846471 


ethylococc 
219846469 
sequence 

les; Pepto 
219846464 


1lteromonad 
219846463 
al sequenc 
teria; Alt 
219846419 
1 sequence 
illaceae; 

219846366 


219846739|ref|NR_026331.1| Shigella flexneri 
3271984 3273471 Shigella flexneri Bacteria; 
Enterobacteriaceae; Shigella. 
219846738|ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 
Eubacterium. 
219846737|ref|NR_026329.1| Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetobacterium. 
ref|NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 
3282621 328409 
eriaceae; Acetobacterium. 
ref |NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
rium. 
ref|NR_026320.1| Xanthomonas populi 
16 Xanthomonas populi Bacteria; 
aceae; Xanthomonas. 
ref|NR_026319.1|] Xanthomonas oryzae 
68 Xanthomonas oryzae Bacteria; 
aceae; Xanthomonas. 
ref|NR_026316.1] Xanthomonas 
3294823 3296322 Xanthomonas 
monadales; Xanthomonadaceae; 


Acetobacterium 
2 Acetobacterium 


Acetobacterium 
0 Acetobacterium 
tobacterium. 

Acetobacterium 
4 Acetobacterium 


ref|NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivibrio. 
ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 
ref|NR_026150.1| Clostridium 
ce 3526458 3527968 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_026103.1| Clostridium populeti 
42 Clostridium populeti Bacteria; 
m. 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026061.1 
3652827 365435 
coccaceae; Desulfotomaculum. 
ref|NR_026056.1| Glaciecola pallidula 
90 Glaciecola pallidula Bacteria; 
aceae; Glaciecola. 
ref|NR_026055.1| Colwellia 
e 3662041 3663526 Colwellia 
eromonadales; Colwelliaceae; 
ref|NR_026010.1| Bacillus 
3722493 3723989 Bacillus 
Bacillus. 
ref|NR_025957.1| Colwellia rossensis 
66 Colwellia rossensis Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 


Clostridium 

6 Clostridium 
lostridium. 
Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Desulfotomaculum 

2 Desulfotomaculum 


Colwellia. 


ammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
3811437 3811472 55 90 gi|219846355|ref|NR_025946.1| Carnobacterium 
£3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 
3832778 3832809 56 87 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
ridia; Clostridiales; Ruminococcaceae; Ruminococcus. 


605006 Bacteria_16S 
strain HAR-13 16S 


ribosomal RNA, 


3895411 3895446 56 


complete sequence 


91 gi 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


605006 Bacteria_16S 
strain Gl 16S rib 
Proteobacteria; G 
605006 Bacteria_16S 
adiacens strain G 
adiacens Bacteria; 
605006 Bacteria_16S 
strain GS5-97 16S 
Firmicutes; Bacil 
605006 Bacteria_16S 
strain HY-35-12 1 


Firmicutes; 


3913501 3913584 5 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


3932045 3932080 55 


IFU 12706 16S ribosomal RNA, 
Lactobacillales; 


3993764 3993795 56 


ribosomal RNA, partial sequence 
lales; 


Bacillaceae; 
4025325 4025360 55 


87 gi 


Geobacillus. 


219846298 


3894733 38962 


219846285 


3912908 39143 


ref|NR_025888.1 


ref|NR_025875.1 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


Enterobacteriaceae; Xenorhabdus. 
90 gi|219846272|ref|NR_025862.1| Granulicatella 
complete sequence 3931373 3932778 Granulicatella 
Carnobacteriaceae; Granulicatella. 
87 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
3993148 3994594 Geobacillus tepidamans Bacteria; 
90 gi|219846206|ref|NR_025796.1| Clostridium jejuense 


6S ribosomal RNA, partial sequence 4024698 40261 


32 Clostridium jejuense Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 4042092 4042123 56 87 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

605006 Bacteria_16S 4048207 4048238 56 87 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

605006 Bacteria_16S 4070734 4070769 55 90 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

605006 Bacteria_16S 4072190 4072225 55 90 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

605006 Bacteria_16S 4117527 4117562 55 90 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

605006 Bacteria_16S 4146792 4146827 55 90 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
605006 Bacteria_16S 4171376 4171411 55 90 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

605006 Bacteria_16S 4198703 4198734 56 87 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

605006 Bacteria_16S 4212318 4212349 56 87 gi| 219846067 |ref|NR_025657.1| Geobacillus lituanicus 


strain N-3 16S ri 
Firmicutes; Bacil 
605006 Bacteria_16S 
JMM-4 16S ribosomal 
Bacillales; Bacil 
605006 Bacteria_16S 
marimammalium str 
marimammalium Bac 
605006 Bacteria_16S 
strain U 5/41 16S 
Proteobacteria; G 
605006 Bacteria_16S 
methylpentosum st 
methylpentosum Ba 
605006 Bacteria_16S 
succinivorans str 
succinivorans Bac 
605006 Bacteria_16S 
arabaticum strain 
arabaticum Bacteria; 
605006 Bacteria_16S 
strain V 5-2 16S 

Firmicutes; Clost 
605006 Bacteria_16S 
1787 16S ribosoma 
Firmicutes; Clost 
605006 Bacteria_16S 
strain LC 1 16S r 
Firmicutes; Clost 
605006 Bacteria_16S 


proteoclasticum strain B316 16S ribosomal RNA, 


bosomal RNA, 
lales; 


laceae; 


cteria; 


teria; 


Bacillaceae; 
4221548 4221583 55 
RNA, partial sequence 
Anaerobacillus. 
4242575 4242610 55 


Firmicutes; 
4245542 4245629 1 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


24916 24950 56 
Firmicutes; 
70295 70329 56 

Firmicutes; 
106646 106680 56 


Firmicutes; Clostridia; 
153821 153855 56 


ribosomal RNA, partial sequence 
ridia; 


Clostridiales; 
184317 184351 56 


1 RNA, partial sequence 
ridia; 


Clostridiales; 
244378 244412 56 


ibosomal RNA, partial sequence 
ridia; 


271341 271375 56 


complete sequence 
Geobacillus. 


Lactobacillales; 


ain M54/01/1 16S ribosomal RNA, partia 
teria; 


4211641 42131 


63 Geobacillus lituanicus Bacteria; 


90 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
90 gi|219846040|ref|NR_025630.1| Streptococcus 
1 sequence 4241925 4243424 Streptococcus 
Streptococcaceae; Streptococcus. 
87 gi|219722938|ref|NR_024570.1| Escherichia coli 


90 gi 


rain R2 16S ribosomal RNA, partial seq 
Clostridia; 


90 gi 


ain S1-1 16S ribosomal RNA, partial se 
Clostridia; 


90 gi 


Z-7288 16S ribosomal RNA, partial seq 
Halanaerob 


90 gi 


90 gi 


183663 185179 Clost 


Clostridiaceae; Clostridiu 


90 gi 


Clostridiales; Veillonellaceae; 


90 gi 


Clostr 


Clostri 


4244934 42463 
Enterobac 


265679047 
uence 
idiales; 
265679017 
quence 


265678991 
uence 

iales; 
265678960 


153188 15467 
Clostridiaceae; 


Oxobacter. 
265678940 


265678899 


243690 24511 
Megasphae 


265678879 


complete sequence 


Cc 


diales; Ve 


Hal 


teriaceae; Esche 
ref |NR_029355.1 

24277 25711 
lostridiaceae; C 
ref |NR_029325.1 

69637 71125 
illonellaceae; S 
ref |NR_029299.1 

106000 107471 
obacteroidaceae; 


ref|NR_029268.1 


ref 
ridi 
m. 
ref 


NR_029248.1 
um nexile DS 


NR_029207.1 
ra. 


ref |NR_029185.1 
270671 272189 


83 Escherichia coli Bacteria; 


richia. 
Clostridium 
Clostridium 
lostridium. 
Schwartzia 
Schwartzia 
chwartzia. 
Acetohalobium 
Acetohalobium 
Acetohalobium. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium nexile DSM 
M 1787 Bacteria; 


Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Clostridium 
Clostridium 


proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


605006 Bacteria_16S 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 

Aggregatibacter actinomycetemcomitans Bacteria; 
P 


Pasteurellales; 


292689 292719 57 87 gi 


asteurellaceae; Aggregatibacter. 


265678865 
RNA, part 
Proteobacteria; Gammaproteobacteria; 


ref 
ial 


NR_029171.1 
sequence 


605006 Bacteria_16S 322964 322998 56 90 gi| 265678845 |ref|NR_029150.1 
strain H168 16S ribosomal RNA, complete sequence 322285 32381 

Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
605006 Bacteria_16S 329128 329162 56 90 gi| 265678841 |ref|NR_029146.1 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Sedimentibacter. 

605006 Bacteria_16S 388068 388102 56 90 gi|265678796|ref|NR_029101.1 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 38884 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

605006 Bacteria_16S 408096 408130 56 90 gi| 265678783 |ref|NR_029088.1 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibri 
605006 Bacteria_16S 440614 440648 56 90 gi|265678761|ref|NR_029066.1 


strain PUPA-2 16S 
Tenericutes; Moll 


605006 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


605006 Bacteria_16S 
strain JR 16S ribosomal RNA, partial sequence 


Deferribacteres; 


605006 Bacteria_16S 
strain ED 11/3LLK 


Aquificae; Aquifi 


605006 Bacteria_16S 


azorensis strain 
Bacteria; 


605006 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


605006 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; 


strain PIPN-2 16S 
Tenericutes; Moll 


605006 Bacteria_16S 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 


Clostridia; 
605006 Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
483331 483365 56 90 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 
543041 543075 56 90 gi 


Deferribacterales; Deferribacteraceae; 
603598 603632 56 90 gi 
16S ribosomal RNA, partial sequence 

cales; Desulfurobacteriaceae; 


653767 653801 56 90 gi 


ridia; Clostridiales; Lachnospiraceae; 
726485 726519 56 90 gi 
ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 
737039 737073 56 90 gi 
ribosomal RNA, partial sequence 


439970 44147 
Entomoplasmataceae; Mesop 
265678729 
sequence 

ynergistal 
265678690 
542382 54390 
Deferribacter. 
265678649 


Thermovibrio. 

265678614 
MV1087 16S ribosomal RNA, partial sequence 65316 
Firmicutes; 


ref 
es; 


ref 


ref 
60290 


ref 


Anaerostipes. 
265678564 
725825 72731 
Succinispira. 
265678556 
736380 73789 


ref 


ref 


icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
765062 765096 56 90 gi|265678536|ref|NR_028840.1 
764385 765927 Mitsuo 


482698 48417 


0 Deferribacter 


5 604369 Thermo 


3 654605 Calor 


9 Succinispira 


7 Entomoplasma 


lasma. 
NR_029034.1 
0 
Synergistace 
NR_028995.1 


NR_028954.1 


NR_028919.1 
a 


Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacte 
658289 658323 56 90 gi|265678610|ref|NR_028915.1 
ribosomal RNA, partial sequence 657665 659120 Anaerostipes 


NR_028868.1 


NR_028860.1 


Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
605006 Bacteria_16S 783564 783598 56 90 gi| 265678523 |ref|NR_028827.1 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttl 
605006 Bacteria_16S 785050 785108 33 90 gi|265678522|ref|NR_028826.1 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 
Pseudomonas. 

605006 Bacteria_16S 804987 805021 56 90 gi| 265678509 |ref|NR_028812.1 


strain AIP313.00 
Firmicutes; Clost 


605006 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


605006 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


605006 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


605006 Bacteria_16S 
strain 19 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


605006 Bacteria_16S 


marinus subsp. pa 


ridia; Clostridiales; Veillonellaceae; 
814239 814261 68 90 gi 
e 
acteria; Gammaproteobacteria; Thiotric 
827897 827931 56 90 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
829473 829507 56 90 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Veillonellaceae; 
846211 846245 56 90 gi 


e 


ridia; Clostridiales; 
879209 879243 56 


Clostridiaceae; 
90 gi 


16S ribosomal RNA, partial sequence 804384 80579 
Anaeroglobus. 
265678503 


hales; 
265678494 


Selenomon 
265678493 


Selenomon 
265678482 
845553 84708 
Clostridium. 
265678459 
storis strain PCC 9511 16S ribosomal RNA, partia 


ref 
81355 
Pisciri 
ref 

82720 
as. 

ref 
82878 
as. 

ref 


ref 
1 se 


1 Anaeroglobus 


9 815058 Thioa 


9 828732 Seleno 


3 830273 Seleno 


NR_028806.1 
1 
ckettsiaceae 
NR_028797.1 


NR_028796.1 


NR_028785.1 


NR_028762.1 
quence 


Aggregatibacter 
292013 293496 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Thermovibrio 
Thermovibrio 

oO. 

Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Dethiosulfovibrio 

Dethiosulfovibrio 
ae; Dethiosulfovibrio. 

Deferribacter abyssi 
abyssi Bacteria; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
rs 

Anaerostipes caccae 


caccae Bacteria; 


Succinispira mobilis 


mobilis Bacteria; 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Mitsuokella 
kella jalaludinii 


Shuttleworthia 
Shuttleworthia 
eworthia. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Anaeroglobus geminatus 


geminatus Bacteria; 


Thioalkalimicrobium 
kalimicrobium cyclicum 
; Thioalkalimicrobium. 
Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


605006 Bacteria_16S 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 


Prochlorococcus. 
883837 883871 56 


e; 


90 gi 


265678455 


ref 


NR_028757.1 


Desulfacinum 


883190 884650 Desulfacinum 


CCCTATTCTATGTTGCCAGCAATTCGGTTGGGGACTCATGGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTTCACGCATGCTACAATGGCCGGCACAATGGGTTGCGAGACTGTGAGGTTGAGCTAATCCCATAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTC 
GACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAA 
CACCCGAAGCCGGTGGCCTAACCCTTTGTGGGGAGGAGCCGTCGAAGGTGGGACCGGTGATTGGGACTAAGTCGTAACAAGGTATCCGATCGAAAGGTCGGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTC 
GAGCGGAGAAATGGGAGCTTGCTCCCATTTCTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTACAGACTGGGATAACTCCGGGAAACCGGAGCTA 
ATACCGGGTAATACATAGCATCGCATGATGCAACGTTGAAAGTTGGCCTTTGGCTAACACTGTAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGG 
CTTACCAAGGCCACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGT 
ACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGC 
GCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGCCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTG 
TAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCRAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTTCCACCCTCAGTGCTGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGAC 
CGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTC 
TGCCACTCCTAGAGATAGGACGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCC 
TTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCAGCAACACCGCGAGGTGAAGCGAATCCCATAAAGCCGTTCTCAGTTCGGATTGTAGGCT 
GCAACTCGCCTACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGT 
TTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCG 
GYTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGC 
AGGCCTAACACATGCAAGTCGAGGGGTAACATTGTGCTTGCACAGATGACGACCGGCGCACGGGTGCGTAACGCGTATGCAATCTACCTTTTACAGGGGAATAGC 
CCAGAGAAATTTGGATTAATGCCTCATAGTATATAGAAATGGCATCATTTTTATATTAAAGATTTATCGGTAAAAGATGAGCATGCGTTCTATTAGTTAGTTGGT 
AAGGTAACGGCTTACCAAGACCGCGATAGATAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAG 
GAATATTGGACAATGGGCGAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAACACTGCTACGTG 
TAGCAGCTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGG 
GTCCGTAGGTGGATGATTAAGTCAGAGGTGAAATCTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGGTTATCTTGAGTTATTATGAAGTAGTTAGAATATGT 
AGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCAATTGCGAAGGCAGATTACTAATAATCAACTGACACTGATGGACGAAAGCGTGGGTAGCGAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGTTACTAGCTGTTCGGACTTCGGTCTGAGTGGCTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACG 
TTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTA 
GATTGACAGGACTAGAGATAGTTTTTTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGC 
GCAACCCCTGTTGTTAGTTGCCAGCGAGTCAWGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCT 
TACGTCCTGGGCTACACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACACCGCGAGGTGGAGCGAATCTATAAACCCTATCACAGTTCGGATCGGAGTCTGC 
AACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTT 
GGAAGTGCCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGGTAAAGTCGATAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGYTGGATCAC 
CTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCG 
AACGATGAAGCCCGTGCTTGCACGGGTGGATTAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAA 
TACCGGATGCGACCAGTCCCCGCATGGGGTGCTGGTGGAAAGATTTTATCGGTCTTGGATGGACTCGCGGCCTATCAGCTAGACGGTGGGGTAGAAGCCCACCGT 
GGCGATGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCTTTATTGTGACGGTACCTGCAGAAGAAGCG 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCTGCTGTGA 
AAGCCCGGGGCTTAACCCCGGGTGTGCAGTGGGTACGGGCAGGCTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGA 
GGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAAC 
GTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGATCGCTGCAGAGATGTAGTTT 
CCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTATGTTGCCAG 
CACGTGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCT 
ACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTTGGAG 
TCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCCACGGCC 
CAACCGGTTTACCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNTTTTTNNATCCTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGGCCCCTTCGGGGG 
TACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCTTCCTTTAGCGT 
GGAAGGTGGAAAGTTTTTTCGGTGTGGGATGAGCTCGCGGCCTATCAGCTGGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGT 
GGACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGG 
GATGACGGCCTTCGGGTTGTAAACCCCTTTCGCCCACGACGAAGCGTAAGTGACGGTAGTGGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTCAACTCCGGGCGTGCAGGCG 
ATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGG 
CAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTAGGGGACTTCCACGT 
CTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGT 
GGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGACCGGGCCAGAGATGGTCCTTCCCTTGTGGCCGGTGTACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTGATGGTGGGGACTCATGAGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAGCAGGTCGCGAACCCGTG 
AGGGTGAGCCAATCCTCGTTAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGCGGCCCAACCGGTTTACCGGAGGGAGCTGTCGAAGG 
TGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTATCC 
TGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGACCGTGCTTGCACGGTTGGATTAGTGGCGAACGGGTGAGTATCACGTGAG 
TAACCTTCCCTTAACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCAGTCCTCGCATGGGGTGCTGGTGGAAAGATTTATCGGTTTTGGATG 
GACTCGCGGCCTATCAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTC 
AGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATT 
GGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTGTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGA 
CTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGG 
GAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTA 
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Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
605006 Bacteria_16S 982283 982317 56 90 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 
strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

605006 Bacteria_16S 994821 994855 56 90 gi|265678381|ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

605006 Bacteria_16S 1000921 1000943 1 23 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

605006 Bacteria_16S 1049770 1049804 56 90 gi| 265678345 |ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

605006 Bacteria_16S 1058790 1058824 56 90 gi| 265678338 |ref|NR_028640.1| Deferribacter 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

605006 Bacteria_16S 1100731 1100765 56 90 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 1103800 1103834 56 90 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
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ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Ruminococcus lactaris 
coccus lactaris ATCC 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococcus. 

ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 

ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_027207.1| Actinobacillus scotiae 
29 1443825 Actinobacillus scotiae 
steurellaceae; Actinobacillus. 
ref|NR_027203.1| Mogibacterium 

32 1448409 Mogibacterium neglectum 

mily XIII. Incertae Sedis; 


ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 
teriaceae; Xenorhabdus. 

ref|NR_027191.1| Mogibacterium diversum 
73 Mogibacterium diversum Bacteria; 


ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

1510934 1510968 56 90 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ia; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

1512307 1512337 57 87 gi|219878127|ref|NR_025266.1| Histophilus somni 


77 Histophilus somni Bacteria; 


ammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 
1524419 1524453 56 90 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
tes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
1577199 1577233 56 90 gi|219846510|ref|NR_026102.1| Clostridium 
2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
rmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
1732751 1732785 56 90 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

1748018 1748052 56 90 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
6S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
ridia; Clostridiales; Veillonellaceae; Megamonas. 

1854369 1854403 56 90 gi| 219878298 |ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

1875639 1875669 57 87 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


ammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

1962323 1962353 57 87 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
ibosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

1972729 1972763 56 90 gi|219878213|ref|NR_025352.1| Clostridium akagii 
ibosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

1997664 1997694 57 87 gi| 219878197 |ref|NR_025336.1| Proteus vulgaris 
16S ribosomal RNA, partial sequence 1997016 1998510 Proteus vulgaris Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Proteus. 

2002273 2002303 57 87 gi|219878194|ref|NR_025333.1| Leminorella grimontii 
6S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 

2040020 2040054 56 90 gi|219878168|ref|NR_025307.1| Dolosicoccus 
n 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
ria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 


2108906 2108940 56 90 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
bosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 


605006 Bacteria_16S 
elongatus strain 
elongatus Bacteri 
Microbulbifer. 
605006 Bacteria_16S 
salipaludis strai 
Bacteria; Proteob 
605006 Bacteria_16S 
micronuciformis s 
micronuciformis B 
605006 Bacteria_16S 
guaymasensis stra 
Bacteria; Aquific 
605006 Bacteria_16S 
thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 
605006 Bacteria_16S 
stercorarium subsp. 


Clostridiaceae; C 
605006 Bacteria_16S 
marinus strain sr 
Bacteria; Synergi 
605006 Bacteria_16S 
strain ATCC49733 
Proteobacteria; G 
605006 Bacteria_16S 
strain ATCC 17747 
Firmicutes; Clost 
605006 Bacteria_16S 
viterbiensis stra 
viterbiensis Bacteria; 
605006 Bacteria_16S 

cinnamivorans str 
cinnamivorans Bac 
605006 Bacteria_16S 
psychrophilus str 
psychrophilus Bac 
Methylobacter. 
605006 Bacteria_16S 
aerophilum strain 
Bacteria; Proteob 
605006 Bacteria_16S 


versutus strain AL2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; Proteob 
605006 Bacteria_16S 
berrensis strain 
Bacteria; Firmicutes; 
605006 Bacteria_16S 
ATCC 700122 16S r 
Actinobacteria; C 
605006 Bacteria_16S 
strain ILE-3 16S 
Synergistetes; Sy 
605006 Bacteria_16S 
strain ATCC 43198 
Firmicutes; Lacto 
605006 Bacteria_16S 
strain SMCC W459 
Firmicutes; Clost 
605006 Bacteria_16S 
granulomatis stra 
granulomatis Bacteria; 
605006 Bacteria_16S 
strain HPA92 16S 
Proteobacteria; G 
605006 Bacteria_16S 
strain 177 16S ri 
Proteobacteria; G 
605006 Bacteria_16S 


acteria; 


acteria; 


stetes; 


ridia; 


teria; 


ridia; 


2116483 2116573 1 


2137656 2137746 1 


2140710 2140744 56 
Firmicutes; 
2231534 2231568 56 
2286621 2286655 56 
Proteobacteria; 


2325910 2325944 56 


2351426 2351460 56 
Synergistia; 
2363712 2363742 57 


2403077 2403111 56 


2406151 2406185 56 


Firmicutes; 
2430509 2430543 56 


Firmicutes; 
2439640 2439686 45 


Proteobacteria; 


2468599 2468621 68 


2471572 2471606 56 


2507649 2507683 56 
Clostridia; 
2519767 2519805 52 
2560290 2560324 56 


Synergistales; 
2591042 2591076 56 


Enterococcaceae; 
2598736 2598770 56 


Clostridiales; 
2600173 2600203 57 


Proteobacteria; 
2601727 2601757 57 


2603281 2603311 57 


2604835 2604865 57 


90 


DSM 6810 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


90 


n SM-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


90 


train AIP 412.00 16S ribosomal RNA, pa 
Clostridia; 


90 


in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 


90 


train ARh 2 16S ribosomal RNA, partial 
Gammaproteoba 


90 


leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 
lostridium. 


90 


12 16S ribosomal RNA, partial sequence 
Synergistales; 


87 


16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pa 


90 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


90 


in JW/MS-VS5 16S ribosomal RNA, partia 
Clostridia; 


90 


ain CIN1 16S ribosomal RNA, partial se 
Clostridia; 


90 


ain Z-0021 16S ribosomal RNA, 


teria; Gammaproteobact 


90 


AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


90 


90 


CTT3 16S ribosomal RNA, partial sequen 
Clostridiales; 


90 


ibosomal RNA, partial sequence 


oriobacteridae; Coriobacteriales; 


90 


ribosomal RNA, partial sequence 


nergistia; Synergistace 


90 


16S ribosomal RNA, partial sequence 
bacillales; 


E 
90 


16S ribosomal RNA, partial sequence 2598095 25994 
Peptococcaceae; 


87 


in ATCC 49244 16S ribosomal RNA, parti 
Gammaproteobacte 


87 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


87 


bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


87 


strain P925 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 


219857657 
quence 


, 


gi 


219857643 
ence 21370 
nadales; 
219857641 
rt 
ridiales; 
219857578 
nce 22309 
Pe 
219857541 
sequence 
cteria; 


gi 
gi 
Clost 


gi 


gi 


219857512 
ribosomal 


gi 


219857493 
23507 
nergistace 
219857485 


gi 


Sy 
gi 


steurellac 
219857458 
24024 
Veillonel 
219857456 
1 sequence 
iales; Clo 
219857437 
quence 

diales; Ru 
219857428 
sequence 
eria; Meth 


gi 


gi 


Clostrid 
gi 


Clostri 
gi 
complete 


219857404 
ce 24679 
hales; Pis 
219857402 
24709 
ales; Ecto 
219857372 
ce 25070 
Clostridiaceae; 
gi| 219857364 
2519150 25206 
Coriobacterine 
gi| 219857337 
2559665 25611 
ae; Aminob 
219857274 
25903 


gi 


gi 


gi 


gi 


nterococ 
gi 


cus. 
219857269 


Desulfotom 
219857268 
al sequenc 
ria; Paste 
gi| 219857267 
2601060 26025 
steurellac 
gi| 219857266 
2602614 26041 
steurellac 


gi 


Alteromo 


ial sequ 


rsephone 


Ch 


ref|NR_025246.1 
2115900 211739 
nadales; 
ref|NR_025232.1 
omonadaceae; 
NR_025230.1 
214009 
lonellaceae; 
NR_025166.1 


ref 
ence 
Veil 
ref 


lla. 
ref |NR_025129.1 

2285990 228738 
romatiales; 


ref 
RNA, 


NR_025100.1 
partial se 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfo 
ref|NR_025073.1 


eae. 
ref |NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024952.1 


Coriobacteri 
NR_024925.1 


ae; 
ref 


acterium. 
ref |NR_024905.1 
79 2591887 Entero 
ref |NR_024900.1 
aculum. 
ref |NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref |NR_024898.1 


Mannheimia 
NR_024897.1 


eae; 
ref 
eae; Mannheimia 


gi| 219857265 


73 2138564 Microb 
Alter 


13 2232371 Persep 


Ecto 


q 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Vv 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Persephonella 

honella guaymasensis 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Clostridium 
uence 2325260 2326777 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Haemophilus felis 


76 Haemophilus felis Bacteria; 


Veillonella criceti 
nella criceti Bacteria; 


Caloramator 
6 Caloramator 
oramator. 
Papillibacter 
9 Papillibacter 
apillibacter. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Thioalkalivibrio 
kalivibrio versutus 

ae; Thioalkalivibrio. 
Thermohalobacter 
halobacter berrensis 


, 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Mannheimia 

9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


ref|NR_024896.1 


Mannheimia glucosida 


2604168 2605671 Mannheimia glucosida Bacteria; 


605006 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


605006 Bacteria_16S 


straminisolvens s 
straminisolvens B 


605006 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


605006 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


605006 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


605006 Bacteria_16S 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 27926 
Cc 
219856908 
ue 
ce 
219856893 


Firmicutes; Clost 


605006 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


605006 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


605006 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


605006 Bacteria_16S 


japonicum strain 
japonicum Bacteri 


605006 Bacteria_16S 


multiglobuliferum 
multiglobuliferum 


605006 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


605006 Bacteria_16S 


caldus strain KU 


Proteobacteria; G 


605006 Bacteria_16S 


strain SG3902 16S 
Firmicutes; Clost 


605006 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


605006 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


605006 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


oxalivorans strai 
oxalivorans Bacte 


605006 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


605006 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


islandicus strain 
Bacteria; Nitrosp 


605006 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


D 
605006 Bacteria_16S 


mal RNA, partial sequence 
Aerococ 
605006 Bacteria_16S 


bacillales; Aerococcaceae; 
605006 Bacteria_16S 


2641702 2641736 56 90 2 


gi 
eltaproteobacteria; Desulfobacterales; 
2647896 2647918 68 90 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


2 


’ 


2682443 2682477 56 90 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
2727469 2727503 56 90 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2755644 2755678 56 90 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2782737 2782759 1 23 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2791907 2791941 56 90 gi 


ridia; Clostridiales; Lachnospiraceae; 
2823485 2823519 56 90 gi 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 
2846320 2846354 56 90 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2921727 2921761 56 90 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2932094 2932184 1 90 gi 
ATCC 19191 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria; 
2935116 2935206 1 90 gi 

strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
2995879 2995913 56 90 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
2997420 2997454 53 87 gi 


ue 
al 


ar 
ba 


s 
ic 


ammaproteobacteria; Acidithiobacillale 
3017218 3017252 56 90 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
3041442 3041476 56 90 gi 
S ribosomal RNA, partial sequence 
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ce 


tes; Lactobacillales; Aerococcaceae; E 


3100258 3100292 56 90 gi 


re 


caceae; Facklamia. 
3121288 3121322 56 

n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3122835 3122869 56 90 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3180236 3180270 56 90 gi 
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Facklamia. 

3287803 3287837 56 90 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3298522 3298556 56 90 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 


90 gi 
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16S ribosomal RNA, partial sequence 2996783 29982 


219846912 
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3040796 30422 


bacillales; Aerococcaceae; Facklamia. 
3049098 3049132 56 90 gi| 219846889 |ref|NR_026481.1 
16S ribosomal RNA, partial sequence 3048454 3049838 Eremoc 
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2822817 282431 
ogenobacter. 
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ref|NR_024661.1 
2921059 292256 
cteriaceae; Eub 
ref |NR_024654.1 

2931509 293296 
irillales; Pseu 
ref|NR_024652.1 
uence 293453 
Oceanospirillale 
ref|NR_026518.1 

2995219 299673 
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nce 
ae; Hydr 
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nce 
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quence 
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tial seq 
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equence 


aceae; H 


Acidithioba 


ref 


cillaceae; 
NR_026504.1 
ia. 

ref 


ae; Oren 


NR_026487.1 


mococcus. 


ref 
amia 


NR_026447.1 
ignava Bact 


ref |NR_026433.1 

3120644 312214 
Aneurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref|NR_026393.1 
83 3181087 Fackla 


uence 
aceae; 
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inibacil 


31795 


ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026314.1 
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; Blautia. 
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sequenc 
ridiales 
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3301564 3301598 56 90 gi 


219846720 


k 


Persephonel 


90 2756495 Therma 
anaerobacter 


a 


a 


d 


Desulfocella halophila 


halophila Bacteria; 
1 


focella. 
Thiomicrospira 

1 Thiomicrospira 

ettsiaceae; 


Clostridium 
8 Clostridium 
Clostridium. 

Persephonella 
8 Persephonella 
la. 

Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 

Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Hydrogenobacter 
3 Hydrogenobacter 


Mogibacterium vescum 

cterium vescum Bacteria; 

Mogibacterium. 
Eubacterium 

6 Eubacterium 

cterium. 

Pseudospirillum 

7 Pseudospirillum 

ospirillum. 
Oceanospirillum 

1 2935988 Oceanospirillum 

s; Oceanospirillum. 

Hydrogenobacter 

2 Hydrogenobacter 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Eremococcus coleocola 
occus coleocola 


Facklamia ignava ATCC 
eria; Firmicutes; 


Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 
Ammoniphilus 

philus oxalaticus 
iphilus. 

Facklamia hominis 
mia hominis Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Blautia 
2 Blautia 


ref|NR_026312.1 


Blautia schinkii 


strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 


Clostridia; Clost 


ridiales; Blautia. 


605006 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; 


stercorarium subs 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


Clostridiaceae; C 


605006 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


605006 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


605006 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


605006 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


605006 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


605006 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


605006 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


605006 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


605006 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


605006 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


605006 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


605006 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


605006 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


605006 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


605006 Bacteria_16S 
somal RNA, partial sequence 3833603 3835009 Rumin 


strain 7 16S ribo 
Clostridia; Clost 


605006 Bacteria_16S 


pelophila strain 
Bacteria; Proteob 


605006 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


605006 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


acidophilum strai 
Bacteria; Aquific 


605006 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


Clost 
605006 Bacteria_16S 


cc 35603 Bacteria; 


cteria; 
605006 Bacteria_16S 


TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


3525549 3525583 56 90 gi 


ridia; Clostridiales; Clostridiaceae; 
3581968 3582002 56 90 gi 
p- thermolacticum strain TX41 16S ribo 
lostridium. 

3585107 3585141 56 90 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3594339 3594373 56 90 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3651927 3651981 34 87 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3677966 3678000 56 90 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3686995 3687029 56 90 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688512 3688546 56 90 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3694585 3694615 57 87 gi 


ammaproteobacteria; Pasteurellales; Pa 
3696022 3696052 57 87 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3763240 3763274 56 90 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3775093 3775127 56 90 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3823743 3823773 57 87 gi 
strain 536 16S ribosomal RNA, complete 
Bacteria; Proteobacteria; Gammaproteob 


3825273 3825303 57 87 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3829810 3829844 56 90 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
3831350 3831384 56 90 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3834238 3834272 56 90 gi 
ridiales; Ruminococcaceae; Ruminococcu 
3838776 3838798 68 90 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3850838 3850872 56 90 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Firmicutes; Clostri 


3852347 3852381 56 90 gi 
rain CD2 16S ribosomal RNA, partial se 
Firmicutes; Clostridia; Clostr 
3956928 3956962 56 90 gi 
n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
4057012 4057102 1 90 gi 


605006 Bacteria_16S 
strain YJS 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


4119049 4119083 56 90 gi 


3686364 36878 


3687881 36893 


6S ribosomal RNA, partial sequence 3693916 36953 


ue 


3829173 38306 
e; 


en 
co 


ha 
pon 
di 
qu 
id 


en 
no 


ne 
na 


219846559 


6S ribosomal RNA, partial sequence 3524935 35264 
ostridiu 


ou 
219846521 
somal RNA, 


219846519 
en 
nellaceae; 

219846512 
1 
diales; 
219846470 


3651286 36527 
hylococe 


et 
219846452 
uence 

es; 
219846446 


219846445 


219846441 


steurellac 
219846439 
ce 36953 
llales; 
219846390 
al sequenc 
iales; Lac 
219846380 
nce 

smataceae; 
219846347 
sequence 
acteria; P 
219846346 
38245 
llales; 
219846342 


Helioba 
219846341 
ce 38307 
ccaceae; 
219846339 


Ss. 
219846336 

38381 
les; Pis 
219846328 
al seque 
a; Clost 


219846327 
ence 

iales; R 
219846254 
ce 39562 
baculum. 
219846182 
e 40564 
dales; A 


ce 35844 


sequence 
cl 


Deferr 


Pa 


Pa 


ref|NR_026151.1 

m. 

ref 
par 


NR_026113.1 
tial se 


ref|NR_026111.1 
36 3585946 P 
Phascolarc 
ref|NR_026104.1 


ostridiaceae; 
ref |NR_026062.1 
76 Methylocaldum 
acea 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; D 
ref |NR_026037.1 


ref|NR_026036.1 


ref |NR_026032.1 
eae. 
ref |NR_026030.1 
71 3696836 Actin 
steurellaceae; 
ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; B 
ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref |NR_025938.1 

3823071 382454 
asteurellales; P 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref|NR_025932.1 


cterium. 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025929.1 
ococcus albus 7 


ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025918.1 
nce 385021 
ridiales; Rumino 
ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref |NR_025844.1 
75 3957710 Hydrog 


ref|NR_025772.1 
29 4057918 Microb 
1lteromonadaceae; 


219846138 


Entomoplasmatales; 


quenc 
Clostridia; 


hasco 
tobac 
3593717 359520 
Cl 


e; Methyloca 


e 


° 
Actinobacillus. 


U 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Clostridium 
3 Clostridium 
ostridium. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Deferribacter 
5 Deferribacter 
ferribacter. 

Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Mycoplasma 
7 Mycoplasma 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


Thiomicrospira 

crospira pelophila 

; Thiomicrospira. 
Bacteroides 

8 3851681 Bacteroides 

coccaceae; unclassified 


Acetivibrio 

5 Acetivibrio 
Acetivibrio. 
Hydrogenobaculum 
enobaculum acidophilum 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 


ref|NR_025728.1 


Mesoplasma syrphidae 


4118405 4119900 Mesoplasma syrphidae Bacteria; 
Entomoplasmataceae; Mesoplasma. 


605006 Bacteria_16S 


psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; 


Volucribacter. 
605006 Bacteria_16S 


strain PIMN-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


605006 Bacteria_16S 


nitratireducens strain ALEN 2 16S ribosomal RNA, partial 
nitratireducens Bacteria; 


Thioalkalivibrio. 
605006 Bacteria_16S 
thermautotrophica 
thermautotrophica 
Sedis; Carboxydocella. 
605006 Bacteria_16S 

lactatifermentans 
lactatifermentans 
605006 Bacteria_16S 
strain 961*00022/ 
Actinobacteria; 
605006 Bacteria_16S 
strain N. Pfennig 
Bacteria; 
605006 Bacteria_16S 
strain N. Pfennig 
Proteobacteria; 
605006 Bacteria_16S 
strain BAL-1 16S 


605006 Bacteria_16S 


Bacteria; 


Bacteria; 


Coriobacteridae; 


2711 16S ribosomal 
Gammaproteobacteria; 


ribosomal RNA, 


4123721 4123751 57 


4185101 4185135 56 


4206239 4206273 56 


4207737 4207771 56 
Firmicutes; 
4220002 4220036 56 


Firmicutes; 


34061 34098 53 


56704 56741 50 


58205 58242 50 


131044 131065 66 


303180 303217 53 


Entomoplasmatales; 


Proteobacteria; 


87 


90 


90 


90 


90 


90 


87 


87 


87 


complete sequence 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


90 


strain B-3 16S ribosomal RNA, partial sequence 


605006 Bacteria_16S 


492652 492709 34 


90 


strain R65 16S ribosomal RNA, partial sequence 


Proteobacteria; 
605006 Bacteria_16S 


albertensis strain DSM 14366 16S ribosomal RNA, partial 


albertensis Bacteria; 
Acidithiobacillus. 
605006 Bacteria_16S 


562984 563037 35 
Proteobacteria; 


597493 597530 50 


87 


87 


strain BCH 16S ribosomal RNA, partial sequence 


Proteobacteria; 
605006 Bacteria_16S 


699220 699256 50 


Gammaproteobacteria; Chromatiales; 


87 


strain 6111 16S ribosomal RNA, partial sequence 


Proteobacteria; 
605006 Bacteria_16S 


6611 16S ribosomal RNA, partial sequence 
Chromatiales; 


Gammaproteobacteria; 
605006 Bacteria_16S 
strain SW-45 16S 
Proteobacteria; 

605006 Bacteria_16S 


shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


Bacteria; Firmicutes; 
605006 Bacteria_16S 

strain DO 14784 1 
Proteobacteria; 
605006 Bacteria_16S 


hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiace 


605006 Bacteria_16S 


ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 


ganghwensis Bacteria; 
605006 Bacteria_16S 

bryozoorum strain 
Bacteria; 
605006 Bacteria_16S 
strain KMM 1376 1 
Proteobacteria; 
605006 Bacteria_16S 


732523 732560 50 


763460 763517 34 


817256 817289 57 


Clostridia; 


991728 991765 50 


1247590 1247627 54 


1277468 1277521 35 


Proteobacteria; 


1462493 1462550 34 


1755665 1755698 57 


1846865 1846898 57 


Gammaproteobacteria; Chromatiales; 


87 


731878 733268 Thioc 


Chromatiaceae; Thiocapsa. 


90 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonad 


90 


87 


91 


87 


90 


90 


90 


gi 


gi 
41 


Entomoplasmataceae; 


gi 


gi 


strain 41 16S ribosomal RNA, partial 
Clostridia; 


gi 


strain G17 16S ribosomal RNA, partial 
Clostridia; 


gi 


98 16S ribosomal RNA, partial sequence 


Coriobacteriales; Coriobacterineae; 


gi 


2611 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


gi 


RNA, partial sequence 


Chromatiales; Chromatiaceae; 


gi 
13 


gi 


302503 30397 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


gi 


492024 49353 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


gi 


Gammaproteobacteria; Acidit 


gi 


596871 59824 
Chromatiaceae; 


gi 


698584 69993 
Chromatiaceae; 


gi 


gi 


762839 76433 


gi 


Halobacteroida 


gi 


6S ribosomal RNA, partial sequence 991068 99256 
Gammaproteobacteria; Enterobacteriales; 


gi 


gi 


gi 


50-11 16S ribosomal RNA, partial sequence 14618 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


6S ribosomal RNA, partial sequence 1755010 17565 
Gammaproteobacteria; Oceanospirillales; 


gi 


Clostridiales 


Clostridiales 


219846134 


219846086 
84459 41859 


219846071 


219846070 
sequence 


219846061 
sequence 


265679041 
33436 


265679026 
56079 


265679025 
57580 


265678975 


0392 13190 


265678858 


265678723 


265678677 
sequence 


265678654 


265678583 


265678560 


265678537 


265678501 


81658 


265678383 


Enterobac 


219857449 


219846127 


Gammaproteobacteria; Alteromonadales; 


224581411 


A 
219878369 


Halomonad 


Pasteurellales; 


Entomoplasma. 


sequence 


Gammaproteobacteria; Chromatiales; 


Chromatiaceae; 


ref |NR_025724.1 


412310 


ref|NR_025676.1 
49 Entomoplasma 


ref |NR_025661.1 
4205616 420703 


NR_025660.1 
; Clostridiales 


ref|NR_025651.1 
4219342 422083 


ref |NR_029349.1 
34786 


ref|NR_029334.1 
57529 


ref |NR_029333.1 

59029 
Thiocystis. 
ref |NR_029283.1 
2 Chrysiogenes 
ref|NR_029164.1 
eae. 
ref |NR_029028.1 
5 Marinobacter 
Marinobac 
ref |NR_028982.1 

562358 563851 
hiobacillales; 
ref |NR_028959.1 
Thiobaca. 
ref|NR_028888.1 


Thiocystis. 
ref|NR_028864.1 
apsa rosea Bacte 


ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref|NR_028685.1 


teriaceae; Citro 
ref |NR_025037.1 

1246931 124845 
ae; Neochlamydi 
ref|NR_025717.1 

1276861 127826 
Colwe 
ref|NR_027192.1 
62 1463368 Marino 
1lteromonadaceae; 
ref|NR_025508.1 


aceae; Halomonas 


219878304 


livingstonensis strain NF22 16S ribosomal RNA, partial sequence 


; Clostridiaceae; 


o@ 


Volucribacter 
3 4124536 Volucribacter 


Pasteurellaceae; 


Entomoplasma luminosum 


luminosum Bacteria; 


Thioalkalivibrio 
5 Thioalkalivibrio 


Ectothiorhodospiraceae; 


Carboxydocella 


4207086 4208540 Carboxydocella 


Family XVI. Incertae 
Clostridium 

8 Clostridium 
Clostridium. 

Atopobium vaginae 


Atopobium vaginae Bacteria; 
Coriobacteriaceae; Atopobium. 


Thiocystis gelatinosa 


Thiocystis gelatinosa 
Thiocystis. 


Thiocystis violacea 


Thiocystis violacea Bacteria; 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Neochlamydia 
9 Neochlamydia 


Thalassomonas 

8 Thalassomonas 
lliaceae; Thalassomonas. 
Marinobacter 

bacter bryozoorum 
Marinobacter. 

Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


ref |NR_025443.1 
1846218 184771 


Shewanella 
2 Shewanella 


livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 

605006 Bacteria_16S 
strain ME102 16S 
Proteobacteria; 

605006 Bacteria_16S 1966892 1966929 50 87 
strain BM5 16S ribosomal RNA, partial sequence 

Proteobacteria; 
605006 Bacteria_16S 
strain DSM 176 16 
Proteobacteria; 
605006 Bacteria_16S 
strain DSM 169 16 
Proteobacteria; 
605006 Bacteria_16S 
sibiricum strain 
Bacteria; Firmicutes; 
605006 Bacteria_16S 


1861905 1861958 35 87 
ribosomal RNA, partial sequence 


2024863 2024900 50 
S ribosomal RNA, 


87 
2029395 2029436 47 87 
S ribosomal RNA, partial sequence 
2104449 2104484 55 90 


Clostridia; Clostridiales; 
2318261 2318282 66 87 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


605006 Bacteria_16S 2441213 2441246 57 90 


paradoxus strain ARh1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 


605006 Bacteria_16S 2527318 2527351 57 90 


alkaliphilum strain S1 16S ribosomal RNA, partial sequence 
Peptococ 


Bacteria; Firmicutes; 
605006 Bacteria_16S 

strain Y223G 16S 
Proteobacteria; 

605006 Bacteria_16S 
japonensis strain 
Bacteria; 
605006 Bacteria_16S 3035319 3035352 54 87 
strain DS1 16S ribosomal RNA, partial sequence 

Firmicutes; Clostridia; Clostridiales; 
605006 Bacteria_16S 3149808 3149845 50 
pedioforme strain 


Clostridia; Clostridiales; 
2716729 2716782 35 87 
ribosomal RNA, partial sequence 


2923273 2923294 66 87 


87 


605006 Bacteria_16S 
strain CE2203 16S 
Proteobacteria; 
605006 Bacteria_16S 
strain LMG 690 16 
Proteobacteria; 


3172690 3172727 50 87 
ribosomal RNA, partial sequence 


3189544 3189575 56 87 
S ribosomal RNA, partial sequence 


605006 Bacteria_16S 3247085 3247118 57 90 gi|219846756|ref|NR_026348.1 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 324794 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Des 
605006 Bacteria_16S 3501274 3501307 54 87 gi| 219846575 |ref|NR_026167.1 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

605006 Bacteria_16S 3531675 3531708 54 87 gi| 219846555 |ref|NR_026147.1 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

605006 Bacteria_16S 3533121 3533154 54 87 gi|219846554|ref|NR_026146.1 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 35339 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

605006 Bacteria_16S 3536236 3536268 55 87 gi|219846552|ref|NR_026144.1 


strain DSM 8723 1 
Firmicutes; Bacillales; 
605006 Bacteria_16S 


Bacillaceae; Bacillus. 
3648880 3648901 66 87 


szegediense strain OR2 16S ribosomal RNA, partial sequence 


Bacteria; 


605006 Bacteria_16S 3659628 3659661 57 90 


frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alte 


frigidimarina Bacteria; Proteobacteria; 
605006 Bacteria_16S 3892302 3892335 57 90 
halodenitrificans strain DSM 735 16S ribosomal RNA, 
halodenitrificans Bacteria; Proteobacteria; 
Halomonas. 

605006 Bacteria_16S 4040634 4040663 56 
R-7190 16S ribosomal RNA, partial sequence 
Bacillales; Bacillaceae; Bacillus. 


85 


Gammaproteobacteria; Oceanospirillales; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
complete sequence 2024259 20257 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


Z-7981 16S ribosomal RNA, partial sequence 21038 
Clostridiaceae; 


Gammaproteobacteria; Alteromonadales; Colwelliace 
12-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 
Clostridiaceae; 
DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; 


Gammaproteobacteria; Chromatiales; Chromatiaceae; 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


6S ribosomal RNA, partial sequence 3535585 35370 


Proteobacteria; Gammaproteobacteria; Methylococcales; 


gi|219878293 
1861284 18627 
fe) 
gi|219878217 
1966261 19677 


gi|219878179 


gi|219878176 
2028754 20301 


gi|219878117 


gi] 219857517 


219857426 
24405 


gi 


ales; 
219857359 
25266 


gi 


caceae; 
gi|219857177 
2716108 27175 


219856841 
29226 
Xx 
gi| 219846899 
3034695 30361 
Clostridiu 
219846822 


gi 


gi 


Chromat 
gi|219846806 
3172065 31735 


gi|219846795 
3188896 31903 


219846472 
36482 


gi 
gi|219846465 


gi|219846300 


complete sequence 
Gammaproteobacteria; 


leiphilaceae; 


Methylococcaceae; 


Oceanospirillale 


ref |NR_025432.1 
20 Oleiphilus me 
Oleiphilu 
ref|NR_025356.1 
Thiocapsa. 
ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025315.1 


Chromatium. 
ref|NR_025256.1 


Anoxynatronum. 
ref|NR_025105.1 


ref |NR_025014.1 


anthomonadaceae; 
ref|NR_026491.1 


m. 
ref|NR_026414.1 

3149167 315062 
iales; Chromati 
ref |NR_026398.1 


Thiorhodococcu 
ref |NR_026387.1 


aceae; 


ref|NR_026064.1 
06 3649696 Methyl 


ref|NR_026057.1 

3658961 366046 
romonadales; She 
ref|NR_025890.1 
389163 


gi| 219846196 


ref|NR_025786.1 


4039998 4041459 Bacillus fordii Bacteria; 


Shewanellaceae; 


Oleiphilus messinensis 
ssinensis Bacteria; 


Ss. 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Isochromatium buderi 
buderi Bacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Anoxynatronum 


27 2105235 Anoxynatronum sibiricum 


Pseudoxanthomonas 


82 2319121 Pseudoxanthomonas mexicana 
Xanthomonadaceae; 


Pseudoxanthomonas. 
Thioalkalivibrio 


72 2442029 Thioalkalivibrio paradoxus 
Ectothiorhodospiraceae; Thioalkalivibrio. 

ref|NR_024947.1] Desulfotomaculum 

73 2528174 Desulfotomaculum alkaliphilum 

Desulfotomaculum. 

ref|NR_024805.1| Colwellia piezophila 

81 Colwellia piezophila Bacteria; 

ae; Colwellia. 

ref|NR_024660.1| Pseudoxanthomonas 


17 2924080 Pseudoxanthomonas japonensis 


Pseudoxanthomonas. 
Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Thiolamprovum 
5 Thiolamprovum 


aceae; Thiolamprovum. 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Ss. 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Desulfotomaculum 

8 Desulfotomaculum 
ulfotomaculum. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 


Sarcina maxima strain 
Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Shewanella 
5 Shewanella 
wanellaceae; 
Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Shewanella. 


Bacillus fordii strain 
Firmicutes; 


605006 Bacteria_16S 4128236 4128277 47 87 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 
605006 Bacteria_16S 4137395 4137432 53 90 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
605006 Bacteria_16S 4143657 4143694 53 90 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
605006 Bacteria_16S 4183612 4183645 57 90 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
605006 Bacteria_16S 4191233 4191290 34 90 gi| 219846081 |ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 
605006 Bacteria_16S 4195755 4195812 34 90 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
605006 Bacteria_16S 17172 17196 66 90 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
605006 Bacteria_16S 55217 55253 54 90 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 
605006 Bacteria_16S 92728 92752 66 90 gi|265679001|ref|NR_029309.1]| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 
605006 Bacteria_16S 94355 94379 66 90 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
605006 Bacteria_16S 161492 161524 55 87 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
605006 Bacteria_16S 164576 164600 66 90 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
605006 Bacteria_16S 204338 204362 66 90 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 
605006 Bacteria_16S 212101 212133 55 87 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
605006 Bacteria_16S 269788 269840 36 87 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
605006 Bacteria_16S 340117 340141 66 90 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 
605006 Bacteria_16S 344585 344609 66 90 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
605006 Bacteria_16S 346138 346166 59 87 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
605006 Bacteria_16S 347607 347635 59 87 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
605006 Bacteria_16S 366805 366829 66 90 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 
605006 Bacteria_16S 411213 411237 66 90 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
605006 Bacteria_16S 434448 434472 66 90 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
605006 Bacteria_16S 472729 472753 66 90 gi|265678736|ref|NR_029041.1| Weissella koreensis 
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CCAAGGCTTGACATGGACCGGACCGCTGCAGAGATGCAGTTTCCCTTCGGGGTCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCCAGCACGTTATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACG 
TCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTC 
AGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCAAGTCACGAAAGTGGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTCGCGATTGGGACTAGGTCGTAACGGAGT 
ATCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAGTTTGATCCTGGCTCAGAGCGAACGCTGACGGCATGCTTAACACAT 
GCAAGTCGCACGGGTGGTTTCGGCCATCAGTGGCGGACGGGTGAGTAACGCGTAGGAACGTGTCCAGAGGTGGGGGACAACCCCGGGAAACTGGGGCTAATACCG 
CATGGGGGCTGAGGCCCAAAGCCGAGAGGCGCCTTTGGAGCGGCCTGCGTCCGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCGGTAGCTGGT 
CTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATG 
CCGCGTGGGTGAAGAAGGTCTTCGGATCGTAAAGCCCTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCG 
GTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGGCCCAAGTCAGGCGTGAAATTCCTGGGCTCAACCTGGGGACTGC 
GCTTGATACTGGGTTGCTTGAGGATGGAAGAGGCTCGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCGAGC 
TGGTCCATTACTGACGCTGAGGCGCGACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCGCTGGATGTTGGGGCCCATA 
GGGTCTCAGTGTCGTAGCCAACGCGGTAAGCGCACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGGTCACGACCGGTCCAGAGATGGGCTTTCCCCGCAAGGGGCGTGATGCACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATGTTCGGGTGGGCACTCTAGAGGA 
ACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGAGGGAAGCCA 
GGTCGCGAGGCCGAGCCGATCCCGAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCACGCC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGTCGTTGCGCTAACCAGCGATGGGGGCAGGCGACCACG 
GTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGGATCACCTCCTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTGATGGAGAGCTTGCTCTCCTGA 
TGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGCAAGACCGGGATAACCCACGGAAACGTGAGCTAATACCGGATATCTCATTTCCTCTCCTGA 
GGGGATGATGAAAGACGGAGCAATCTGTCACTTGCGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACC 
TGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGC 
CGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCCGGTAGAGTAACTGCTATCGGAGTGACGGTACCTGAGAAGAAAGCCCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCATTTAAGTCTGGTGTTTAAG 
GCCAAGGCTCAACCTTGGTTCGCACTGGAAACTGGGTGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAA 
CACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
AATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACCGGTCTAGAGATAGGCCTTTCCTT 
CGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATTTTAGTTGCCAGCACT 
TCGGGTGGGCACTCTAGAATGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAAT 
GGCCAGTACAACGGGAAGCGAAGCCGCGAGGTGGAGCCAATCCTATCAAAGCTGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGAGGTAACC 
GCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAAAGTAGCTTGCTACTTTGC 
TGACGAGCGGCGGACGGGTGAGTAATGCCTAGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGA 
GGGGACCTTCGGGCCTTTCGCGATTGGATGAACCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTG 
AAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAGGGTGTTGCTTAATACGCAACATCTGTGACGTTAGCAACAGAAGAAGGACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGTTAAGCCAGATGTGAAAGCCCCGGGCTC 
AACCTGGGAATTGCATTTGGAACTGGCGAACTAGAGTCTTGTAGAGGGAGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGATATCTGAAGGAATACCGGTGG 
CGAAGGCGGCCTCCTGGACAAAGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGG 
AGTTTGGTGCCTTGAGCACTGGGCTCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGTTACCAGAGATGGTTTCGTGCCTTCGGGAACTCT 
GAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCACGTAATGGTGGG 
AACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAAGTAC 
AGAGGGTTGCAAAGCCGCGAGGTGGAGCTAATCTCACAAAGCTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGT 
AGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGAA 
CGCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCCAGTGGCGAAC 
GGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACCTGGGACCGCATGGTTTCGGGTGTAAAGC 
TCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCG 
GGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAG 
CGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTA 
GAGTGTGGAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGTCACATTCCACGTGATCGGTGCCGCAGC 
TAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGC 
AACGCGAAGAACCTTACCAAGGCTTGACATATGCCGGAAACATCCAGAGATGGGTGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGTGAGGCGGAG 
CGAATCCCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTCTGGGATGGAGCCGTCGAAGGTGGGACCAGCGATT 
GGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTAATCGAATTCGATATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNTGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAACCACTTTCGGGTGGGGATGA 
GTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACCGGATATCACAATCTCTCGCATGGGGGGTT 
GTTGAAAGTTCTGGCGGTGCAGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAATCTCCACGCTTAACGTGGAGCGTGCGGTCGATACG 
GGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGCGACATCCACGTTGTCCG 
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mal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
lales Family XI. Incertae Sedis; Gemella. 

3142264 3142296 55 87 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3165116 3165140 66 90 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

3231825 3231849 66 90 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
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Succiniclasticum. 
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ref|NR_026148.1| Clostridium 

ce 3529546 3531006 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_026135.1| Clostridium 

nce 3549572 3551038 Clostridium 
lostridiaceae; Clostridium. 
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hiobacillaceae; 
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77 Gemella morbillorum Bacteria; 
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219846313|ref|NR_025903.1| Gemella haemolysans 
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Incertae Sedis; Gemella. 
219846236|ref|NR_025826.1| Idiomarina seosinensis 
3982735 3984197 Idiomarina seosinensis Bacteria; 
diomarinaceae; Idiomarina. 
219846216|ref|NR_025806.1| Idiomarina ramblicola 
4009610 4011068 Idiomarina ramblicola Bacteria; 
diomarinaceae; Idiomarina. 
219846210|ref|NR_025800.1| Marinobacter 


daepoensis strain SW-156 16S ribosomal RNA, partial sequence 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


4018632 4020127 Marinobacter 


605006 Bacteria_16S 4043623 4043655 55 87 gi| 219846191 


ref |NR_025781.1 


Planococcus 


stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

605006 Bacteria_16S 4086009 4086041 55 87 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

605006 Bacteria_16S 4169806 4169830 66 90 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

608854 Bacteria_16S 254991 254903 9 94 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

608854 Bacteria_16S 383550 383462 9 94 gi| 265678799 |ref|NR_029104.1| Bradyrhizobium betae 


strain PL7HG1 16S ribosomal RNA, partial sequence 382807 38428 


9 Bradyrhizobium betae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 
608854 Bacteria_16S 1365599 1365511 9 94 gi|228719040|ref|NR_027578.1| Nitrobacter 
hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 
608854 Bacteria_16S 2301651 2301563 9 94 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
608854 Bacteria_16S 2568053 2567965 9 94 gi| 219857289 
strain AN1 16S ribosomal RNA, partial sequence 2567339 25687 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 
608854 Bacteria_16S 2860389 2860301 9 94 gi|219856884|ref|NR_024703.1 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 285967 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Br 
608854 Bacteria_16S 3912272 3912184 9 94 gi|219846286|ref|NR_025876.1 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 391285 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 
608854 Bacteria_16S 4223126 4223038 9 94 gi| 219846056 |ref|NR_025646.1 
strain 34633 16S ribosomal RNA, partial sequence 4222451 42238 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
608854 Bacteria_16S 371395 371307 9 94 gi| 265678807 |ref|NR_029112.1 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Pseudovibrio. 

608854 Bacteria_16S 870560 870472 9 94 gi|265678465|ref|NR_028768.1 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhi 
Bradyrhizobium. 

608854 Bacteria_16S 1057345 1057257 9 94 gi|265678339|ref|NR_028641.1 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 105808 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 
Rhodopseudomonas. 

608854 Bacteria_16S 37094 37006 9 94 gi| 265679039 |ref|NR_029347.1 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Sulfitobacter. 

608854 Bacteria_16S 38497 38409 9 94 gi|265679038|ref|NR_029346.1 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfit 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 
608854 Bacteria_16S 233466 233378 9 94 gi| 265678907 |ref|NR_029215.1 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Rhodobacter. 

608854 Bacteria_16S 253516 253428 9 94 gi| 265678893 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Amaricoccus. 

608854 Bacteria_16S 350648 350560 9 94 gi| 265678824 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
608854 Bacteria_16S 357909 357821 9 94 gi| 265678816 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial se 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Loktanella. 
608854 Bacteria_16S 477302 477214 9 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
608854 Bacteria_16S 572194 572106 9 94 gi| 265678671 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 


94 gi| 265678733 


ref|NR_024920.1 


232719 234184 
acterales; Rhodo 


ref|NR_029201.1 
252777 254201 
acterales; Rhodo 


ref 
occu 
s. 
ref 
quen 
obac 


NR_029129.1 
s kocurii Ba 


NR_029121.1 
ce 357208 
terales; Rho 


ref 
occu 
s. 


NR_029038.1 
s yeei Bacte 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Rhodobacter 
Rhodobacter 
bacteraceae; 


Amaricoccus 
Amaricoccus 
bacteraceae; 


Paracoccus kocurii 
cteria; Proteobacteria; 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Paracoccus yeei strain 
ria; Proteobacteria; 


ref |NR_028976.1 
571472 572837 


Jannaschia 
Jannaschia 


helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Jannaschia. 


608854 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


kondratievae stra 
Bacteria; Proteob 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


608854 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


HEL-45 16S riboso 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
608854 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


faecalis strain g 
Bacteria; Proteob 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


608854 Bacteria_16S 


fryxellensis stra 


fryxellensis Bacteria; 


Loktanella. 


608854 Bacteria_16S 


strain R-8904 16S 


aquibiodomus stra 


Nitratireductor. 


608854 Bacteria_16S 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 


608854 Bacteria_16S 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaproteobacteria; 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


608854 Bacteria_16S 
strain IM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 
608854 Bacteria_16S 
carotinifaciens strain E-396 16S ribosomal RNA, 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


608854 Bacteria_16S 


immobile strain E 
Bacteria; 


Paracoccus. 


608854 Bacteria_16S 
denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


608854 Bacteria_16S 


strain DSM 11603 


649575 649487 9 


847866 847778 9 


956485 956397 9 


1370304 1370216 9 


1379411 1379323 9 
mal RNA, partial sequence 


1569736 1569648 9 


1572754 1572666 9 


1611034 1610946 9 
n EL-88 
ria; 


1612514 1612426 9 
in LMG 2 


1711564 1711476 9 


2098371 2098283 9 


2152904 2152816 9 


2158903 2158815 9 


2662880 2662792 9 


2926258 29261709 


3026244 3026156 9 


3085427 3085339 9 


3086872 3086784 9 


3106342 3106254 9 


608854 Bacteria 1 


strain N2 16S ribosomal RNA, 


6S 3107819 3107731 9 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
608854 Bacteria_16S 


complete sequence 


94 gi 


B2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
608854 Bacteria_16S 


94 gi 


in GB 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobacterales; 
608854 Bacteria_16S 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


94 gi 


94 gi 


6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; Rhodobacterales; 
608854 Bacteria_16S 


94 gi 


265678618 
64884 


265678481 
84713 


265678408 


sequence 


228718299 


228717469 


Rhizobiales; 


ref|NR_028923.1 


0 650254 Methy 


ref |NR_028784.1 


ref |NR_028710.1 
955748 957207 


ref 


NR_027572.1 


ref|NR_027563.1 


Phyl 


Methylocapsa 
ocapsa acidiphila 


1 
les; Beijerinckiaceae; Methylocapsa. 


Paracoccus 


2 848491 Paracoccus kondratievae 
Rhodobacteraceae; 


Paracoccus. 
Pseudaminobacter 
Pseudaminobacter 

lobacteriaceae; 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 
Rhodobacteraceae; 


Oceanicola. 
Oceanibulbus indolifex 


1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 


94 gi 


n S1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 
608854 Bacteria_16S 


94 gi 


c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 
608854 Bacteria_16S 


94 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


94 gi 


2007 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


94 gi 


17 


94 gi 


in NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


94 gi 


94 


gi 


94 gi 


94 gi| 219856839 
complete sequence 

Rh 

94 gi|219846906 
30255 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 
608854 Bacteria_16S 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


94 gi 


94 


gi 


94 gi 


16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


94 gi 


2662145 26634 


219878173 
15690 
Phyll 
219857383 
15720 


219878469 


219878468 
sequence 
Rhodo 


219878400 
10844 17122 


219878123 
Rhizo 
219857633 
Rhodo. 


219857629 
partial s 


219857215 


c 
219846865 


219846864 


219846851 


219846850 


hodobacteraceae; 


Bradyrhizobiaceae; 


Rhodobacterales; 


sequence 3084717 308611 
Rhodobacterales; 


Rhodobacterales; 


ref |NR_025312.1 
obacteriaceae; 
ref|NR_024971.1 


ref |NR_025608.1 
1610323 161174 


ref|NR_025607.1 

1611794 161320 
bacterales; 
ref|NR_025539.1 
aceae; Loktanell 
ref|NR_025262.1 


2097632 209908 
biales; 


ref|NR_025222.1 
2152193 215360 
bacterales; 


ref|NR_025218.1 
equence 215819 
Rhodobacterales 
ref |NR_024843.1 
e; Methylopila. 
ref |NR_024658.1 


2925520 292697 
odobacterales; R 


ref|NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref|NR_026457.1 


Rhod 
ref|NR_026456.1 

3086162 308755 
Rho 


ref |NR_026443.1 
51 Aquamicrobium 


ref 


Oceanibulbus. 


Defluvibacter 


18 1570426 Defluvibacter lusatiensis 
Defluvibacter. 


Rhodopseudomonas 


32 1573475 Rhodopseudomonas faecalis 
Rhodopseudomonas. 


Roseisalinus 
3 Roseisalinus 


Rhodobacteraceae; 


Loktanella 
8 Loktanella 


Rhodobacteraceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Nitratireductor 
7 Nitratireductor 


Phyllobacteriaceae; 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 


Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Paracoccus 

1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Aquamicrobium defluvii 
defluvii Bacteria; 


Aquamicrobium. 


NR_026442.1 


Rhodovulum robiginosum 


3107102 3108515 Rhodovulum robiginosum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


608854 Bacteria_16S 


strain Nl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
608854 Bacteria_16S 


strain A901/1 16S 


pontiacus ChLG-10 
Bacteria; Proteob 


608854 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


608854 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


608854 Bacteria_16S 


strain B9 16S rib 


strain DM-82 16S 


sulfidophilum str 
Bacteria; Proteob 


608854 Bacteria_16S 


strain MB-G2 16S 


3109283 3109195 9 94 
osomal RNA, complete sequence 


gi 


3134808 3134720 9 94 
ribosomal RNA, partial sequence 


gi 


3143883 3143795 9 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3655138 3655050 9 94 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


3682586 3682498 9 94 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3898611 3898523 9 94 gi 
osomal RNA, partial sequence 


3937910 3937822 9 94 
ribosomal RNA, partial sequence 


gi 


3954119 3954031 9 94 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3955558 3955470 9 94 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


608854 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


608854 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


608854 Bacteria_16S 


strain KMM 3554 1 


4134439 4134351 9 94 gi 
in BC74171 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


4166891 4166803 9 
KMM 358 
a; Prot 


94 gi 
4 16S ribosomal RNA, partial se 
eobacteria; Alphaproteobacteria 


4168373 4168285 9 94 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


608854 Bacteria_16S 


strain FF3 16S ri 


146364 146276 9 94 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


608854 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


608854 Bacteria_16S 


strain Benl02 16S 


179847 179759 9 94 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


250559 250471 9 94 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


608854 Bacteria_16S 


strain Benl104 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
608854 Bacteria_16S 259494 259406 9 94 gi| 265678889 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial seque 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; R 
Ruegeria. 

608854 Bacteria_16S 353543 353455 9 94 gi| 265678821 
strain 941 16S ribosomal RNA, partial sequence 352821 35423 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
608854 Bacteria_16S 355002 354914 9 94 gi| 265678820 
strain AS130 16S ribosomal RNA, partial sequence 354284 35569 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
608854 Bacteria_16S 363959 363871 9 94 gi| 265678812 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 36326 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
608854 Bacteria_16S 365442 365354 9 94 gi| 265678811 
strain A3 16S ribosomal RNA, partial sequence 364736 36609 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
608854 Bacteria_16S 379003 378915 9 94 gi| 265678802 


strain HTCC2597 1 
Proteobacteria; A 


608854 Bacteria_16S 


252041 251953 9 94 
ribosomal RNA, partial sequence 


gi 


lphaproteobacteria; Rhodobacterales; R 
503604 503516 9 94 gi 


3108566 31099 


3134094 31355 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
608854 Bacteria_16S 


3897893 38992 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
608854 Bacteria_16S 
3937190 39385 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
608854 Bacteria_16S 


3954838 39562 


6S ribosomal RNA, partial sequence 4167649 41690 


145646 14699 


249819 25124 


251300 25272 


6S ribosomal RNA, partial sequence 378266 37969 


219846849 


hodobacter 
219846832 


hodobacter 
219846826 
31431 
terales; R 
219846468 
sequence 

eria; Rhod 


219846449 
36818 
terales; R 
219846296 


hodobacter 
219846267 


hodobacter 
219846256 
ence 39533 
terales; R 
219846255 


hodobacter 
219846124 
sequence 

ria; Rhodo 


219846102 
quence 
Rhodobac 


219846101 


hodobacter 
265678965 


hodobacter 
265678943 
al sequenc 
ria; Methy 
265678895 


hodobacter 
265678894 


hodobacter 


ref|NR_026441.1 


acea 
ref 


e; Rhodovulu 
NR_026424.1 


aceae; Paracoccu 
ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026060.1 

3654403 365582 
obacterales; Rho 


ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_025886.1 


acea 
ref 


e; Ahrensia 
NR_025857.1 


aceae; Paracoccu 
ref|NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 
ref|NR_025845.1 


acea 
ref 


e; Rhodovulu 
NR_025714.1 
133716 413512 
bacterales; Rhod 


rs 


ref |NR_025692.1 
166170 416759 


terales; Rhodoba 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref |NR_029273.1 


aceae; Marinovu 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 
ref |NR_029203.1 


acea 
ref 


e; Amaricocc 
NR_029202.1 


acea 
ref 

nce 

hodo 


e; Amaricocc 
NR_029197.1 
258782 
bacterales; 
ref |NR_029126.1 
ae; 
ref 


Rhodoplanes 
NR_029125.1 


ae; Rhodoplanes 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029116.1 
acea 
ref 


e; Salipiger 
NR_029107.1 


aceae; Oceanicol 


265678716 


vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


s. 

Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 

Paracoccus 
3 Paracoccus 
obacteraceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Marinovum algicola 


3 Marinovum algicola Bacteria; 
m. 


Methylococcus 
Methylococcus 
ylococcaceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 

Ruegeria 

260120 Ruegeria 
Rhodobacteraceae; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 


ref|NR_029021.1 
502862 504310 


Loktanella 
Loktanella 


vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


608854 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


608854 Bacteria_16S 


strain TH-3 16S r 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


608854 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


608854 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


608854 Bacteria_16S 


strain DSS-3 16S 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826454 826366 9 94 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
928630 928542 9 94 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930118 930030 9 94 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


608854 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


608854 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


608854 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


608854 Bacteria_16S 


temperatum strain 
temperatum Bacter 


608854 Bacteria_16S 


Och 149 16S ribos 


1143343 1143255 9 94 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1238663 1238575 9 94 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1240179 1240091 9 94 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1243167 1243079 9 94 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1352233 1352145 9 94 gi 
omal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


608854 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


608854 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


608854 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


608854 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


608854 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


608854 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


608854 Bacteria_16S 


strain T4 16S rib 


1362698 1362610 9 94 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1380835 1380747 9 94 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1383883 1383795 9 94 gi 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
1444618 1444530 9 94 gi 
rain 5SM22 16S ribosomal RNA, partial 

cteria; Proteobacteria; Alphaproteobac 


1485441 1485353 9 94 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1580342 1580254 9 94 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 

ifer group; Sinorhizobium. 
1629149 1629061 9 
osomal RNA, partial sequence 


94 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


608854 Bacteria_16S 


echinoides strain 
echinoides Bacter 


608854 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


608854 Bacteria_16S 


strain vc 5 16S r 


1704000 1703912 9 94 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1734380 1734292 9 94 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1845466 1845378 9 94 gi 
ibosomal RNA, partial sequence 


584151 584063 9 94 gi| 265678663 
in MBT-A4 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhodo 

715655 715567 9 94 gi| 265678571 
ibosomal RNA, partial sequence 714920 71638 

Rhizobiales; Phyllobacteriac 

768178 768090 9 94 gi| 265678534 

osomal RNA, partial sequence 767437 76891 
Rhizobiales; Hyphomicrobiace 
824952 824864 9 94 gi| 265678496 


824212 825662 Bosea 


sea. 
265678495 


825713 827158 Bosea 


sea. 
265678426 
nce 92790 
terales; R 
265678425 


929371 93083 


hodobacter 
253680761 
quence 

ria; Rhodo 


219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 

a; Rhizobi 
228720499 


1351515 1352883 Roseo 


hodobacter 
228719132 
nce 13619 
terales; R 
228717274 
ce 13801 
les; Beije 
228716944 


1383100 13845 


spiraceae; 
224581424 
sequence 

teria; Rho 


219857250 
quence 
ria; Rhizo 
219878491 
sequence 


a; Rhizobi 


219878457 


1628419 16298 


rinckiacea 
219878405 
sequence 
a; Rhizobi 
219878385 
uence 

iales; Lac 
219878305 


ref |NR_028968.1 
583422 584837 
bacterales; Rhod 


Paracoccus 
Paracoccus 
obacteraceae; 


ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 


eae; Aminobacter. 

ref |NR_028838.1| Devosia neptuniae 

4 Devosia neptuniae Bacteria; 

ae; Devosia. 

ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref 
ene 


NR_028798.1 
ae Bacteria; 


ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 
3 Ruegeria pomeroyi Bacteria; 
aceae; Ruegeria 
ref|NR_028009.1 
1142608 114408 
bacterales; Rhod 


Roseovarius 
arius nubinhibens 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Roseobacter litoralis 
Och 149 Bacteria; 
er. 
Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Methylocella 
ocella silvestris BL2 


ref |NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref|NR_027593.1 
bacter litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Methylocella. 
ref|NR_027557.1| Roseburia intestinalis 
81 Roseburia intestinalis L1-82 
Roseburia. 
ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


ref|NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


Sinorhizobium 
0 Sinorhizobium 
ae; 


v 


ref|NR_025596.1|] Methylocella tundrae 
34 Methylocella tundrae Bacteria; 
e; Methylocella. 
ref|NR_025544.1 
1703281 170468 
ales; Methylocys 
ref|NR_025524.1 
1733638 173507 
hnospiraceae; Ps 
ref|NR_025444.1 


Methylocystis 

7 Methylocystis 

taceae; Methylocystis. 
Pseudobutyrivibrio 

9 Pseudobutyrivibrio 

eudobutyrivibrio. 
Maricaulis virginensis 


1844748 1846167 Maricaulis virginensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 


608854 Bacteria_16S 


chacoense strain 
Bacteria; 


608854 Bacteria_16S 


strain MCS 25 16S 


strain LRC 5382 1 
Firmicutes; 


strain 63287 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
608854 Bacteria_16S 
thiooxidans strain ALG 1 16S ribosomal RNA, partial seque 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria 
Roseinatronobacter. 
608854 Bacteria_16S 
strain LBB1 16S ribosomal RNA, partial sequence 


1889720 1889632 9 94 gi 
PR5 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiale 


2017585 2017497 9 94 
ribosomal RNA, partial sequence 


gi 


2289769 2289681 9 94 gi 


2300183 2300095 9 94 
ribosomal RNA, partial sequence 


gi 


2336493 2336405 9 94 gi 


2341005 2340917 9 94 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


608854 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain ACCC 19665 
Bacteria; 


608854 Bacteria_16S 
mediterraneus strain CH-B427 16S ribosomal RNA, partial 


mediterraneus Bac 
Sulfitobacter. 


608854 Bacteria_16S 


strain K 16S ribo 


2450474 2450386 9 94 gi 


lales; Thermoactinomycetaceae; Laceyella 
2623468 2623380 9 94 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiale 


3062902 3062814 9 94 gi 


s 
teria; Proteobacteria; Alphaproteobacter 
3071742 3071654 9 


94 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijeri 


608854 Bacteria_16S 


zavarzinii strain 


zavarzinii Bacteria; 
608854 Bacteria_16S 
hollandicum strain IFAM 
hollandicum Bacteria; 


Hyphomicrobium. 

608854 Bacteria_16S 3131818 31317309 94 gi|219846834|ref|NR_026426.1 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3131100 313253 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobac 
Mesorhizobium. 

608854 Bacteria_16S 3162210 3162122 9 94 gi|219846814|ref|NR_026406.1 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 3161511 316291 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Antarctobacter. 

608854 Bacteria_16S 3163671 3163583 9 94 gi| 219846813 |ref|NR_026405.1 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseov 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovari 
608854 Bacteria_16S 3297128 3297040 9 94 gi| 219846723 |ref|NR_026315.1 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudo 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivib 
608854 Bacteria_16S 3717117 3717029 9 94 gi|219846425|ref|NR_026016.1 


strain E-37 16S r 


608854 Bacteria_16S 


strain UPM-Ca7 16 


608854 Bacteria_16S 


strain NZP 2213 1 


608854 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


608854 Bacteria_16S 


strain W6 16S rib 


Firmicutes; Clost 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula 
3800871 3800783 9 94 gi| 219846362 |ref|NR_025953.1 
S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
3967579 3967491 9 94 gi| 219846247 |ref|NR_025837.1 
6S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
3970531 3970443 9 94 gi| 219846245 |ref|NR_025835.1 
WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodot 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
150850 150763 9 94 gi|265678962|ref|NR_029270.1 
osomal RNA, partial sequence 150066 15156 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
3936476 3936388 9 94 gi|219846268|ref|NR_025858.1 


608854 Bacteria_16S 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 


3127421 3127333 9 94 gi 
ZV-622 16S ribosomal RNA, partial seque 
Proteobacteria; Alphaproteobacteria; 

3128909 3128821 9 94 gi 
KB-677 16S ribosomal RNA, partial 


ibosomal RNA, partial sequence 


YP 


L 


rh 


Proteobacteria; Alphaproteobacteria 


219878272 
18889 
Phyllobacteriaceae; 
219878184 
2016867 20182 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
608854 Bacteria_16S 


Ss; 


nce 


219857501 
2340265 23417 


219857249 
26227 
Phyllobacteriaceae; M 
219846880 
equence 


S; 


ia; 


219846874 
somal RNA, partial sequence 3071024 3072416 Methylocella palustri 
nckiaceae; Methylocella. 
219846837 


nce 


3716418 37177 


homonadaceae; 
219857539 
6S ribosomal RNA, partial sequence 2288984 22904 
Clostridia; Clostridiales; Lachnospiraceae; 
608854 Bacteria_16S 


; Rhodobacterales; 


Rhodobacterales; 


Rhizobiales; 
219846836 
sequence 3128192 31296 
; Rhizobiales; Hyphomicr 


ref|NR_025411.1 
88 1890453 Mesorh 


ref |NR_025323.1 


ref|NR_025127.1 


ref|NR_025118.1 
Bosea. 
ref|NR_025092.1 

2335756 233710 
Rhodo 


ref |NR_025089.1 
Rhodobaca 


ref |NR_025007.1 


ref |NR_024879.1 
31 2624203 Mesorh 


ref |NR_026472.1 
3062186 306360 
Rho 


ref|NR_026466.1 


ref 
3 


NR_026429.1 
126704 312814 
Hyphomicro 
NR_026428.1 
1 


ref 


Mesorhizobium 
izobium chacoense 


Mesorhizobium. 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
Maricaulis. 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 
achnobacterium. 
219857530 
2299447 23008 
izobiaceae; 
219857504 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
dobacteraceae; 
219857419 
16S ribosomal RNA, partial sequence 2449732 24511 


Laceyella putida 


92 Laceyella putida Bacteria; 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Methylocella palustris 
s Bacteria; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Sagittula stellata 


90 Sagittula stellata Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 
Mesorhizobium 
loti Bacteria; 
um. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Clostridium litorale 


loti 


6 Clostridium litorale Bacteria; 


Paracoccus 


3935756 393713 


9 Paracoccus 


thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


608854 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
608854 Bacteria_16S 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 


strain M6 16S rib 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 


strain V2 16S rib 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 


strain IS 123 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
608854 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


608854 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


608854 Bacteria_16S 


kaustophilus stra 
kaustophilus Bact 


608854 Bacteria_16S 


strain 166 16S ri 


CFN 42 16S riboso: 
Alphaproteobacter 


608854 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


608854 Bacteria_16S 


subsp. berkhoffii 
subsp. berkhoffii 


608854 Bacteria_16S 


strain MB312 16S 


3852 3764 9 94 gi 
16S ribosomal RNA, partial sequence 3080 


Firmicutes; Bacillales; 
260870 260782 9 94 
bosomal RNA, partial sequence 


eria; 
gi 


272961 272873 9 

mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
280548 280460 9 94 


94 gi 
gi 


cteria; Proteobacteria; 


318490 318402 9 94 gi 


352081 351993 9 94 
ribosomal RNA, partial sequence 


gi 


265679061 


4533 


ref |NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 


5320 5232 9 94 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
bosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Rhizobiales; Bartonellaceae; Bartonella. 
6782 6694 9 94 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
osomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Rhizobiales; Bartonellaceae; Bartonella. 
8239 8151 9 94 gi| 265679058 |ref|NR_029366.1| Bartonella grahamii 
osomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Rhizobiales; Bartonellaceae; Bartonella. 
62880 62792 9 94 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 


terium group; Rhizobium. 


Bacillaceae; 


Geobacillus. 
265678887 
260171 26154 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
608854 Bacteria_16S 


Des 


265678848 
strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 
Bacteria; Proteobacteria; Alphaproteobacteria; 

265678823 
351363 35277 


102219 102131 9 94 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

184448 184360 9 94 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1 RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

219985 219897 9 94 gi| 265678916 |ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 


ref|NR_029195.1| Rhizobium hainanense 
0 Rhizobium hainanense Bacteria; 


Rhizobium/Agrobacterium group; Rhizobium. 
265678878 
272240 273697 Rhizobium etli Bacteria; 
Rhizobium/Agrobac 
265678873 
rain PCA 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Rhizobium etli strain 
Proteobacteria; 
terium group; Rhizobium. 
ref|NR_029179.1] Geobacter 

279814 281221 Geobacter 
ulfuromonadales; Geobacteraceae; 


ref |NR_029184.1 


Bartonella vinsonii 
Bartonella vinsonii 
Rhizobiales; Bartonellaceae; Bartonella. 
ref|NR_029128.1| Rhodobium orientis 

0 Rhodobium orientis Bacteria; 


ref|NR_029153.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 
608854 Bacteria_16S 382036 381948 9 94 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 


lavamentivorans B 
Parvibaculum. 


608854 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


608854 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


608854 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


608854 Bacteria_16S 


strain SCII24 16S 


grignonense strai 
grignonense Bacte 


608854 Bacteria_16S 


strain 3-p 16S ri 
Proteobacteria; A 


608854 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


608854 Bacteria_16S 


strain CCBAU 7190 
Proteobacteria; A 


463651 463563 9 94 gi 
n AS1.1761 16S ribosomal RNA, partial 


tes; Clostridia; Clostridiales; 
678246 678158 9 94 


ribosomal RNA, partial sequence 


gi 


679691 679603 9 94 gi 


743281 743193 9 94 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
780605 780517 9 94 gi 
ribosomal RNA, partial sequence 


gi 


794314 794226 9 94 gi 
B 16S ribosomal RNA, partial sequence 


608854 Bacteria_16S 


840250 840162 9 94 gi 


acteria; Proteobacteria; Alphaproteobacteria; 


265678742 
sequence 


Clostridiaceae; 
265678597 
677507 67890 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
608854 Bacteria_16S 265678596 
n OgA9a 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 
265678551 
742578 74395 
Rhodospiri 
265678525 
779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


265678516 


79361 


Rhizobiales; 


Phyllobacteriaceae; 


ref |NR_029047.1 
462905 464361 


Ancylobacter 
Ancylobacter 


ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
511193 511105 9 94 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
osomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
lales; Bacillaceae; Geobacillus. 
653898 653810 9 94 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 


Caloranaerobacter. 
ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 


ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
Brucellaceae; Ochrobactrum. 
ref|NR_028855.1| Rhodocista pekingensis 
0 Rhodocista pekingensis Bacteria; 
llaceae; Rhodocista. 
ref|NR_028829.1| Acholeplasma axanthum 
7 Acholeplasma axanthum Bacteria; 


ref|NR_028819.1| Rhizobium loessense 
1 794989 Rhizobium loessense Bacteria; 


lphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
265678486 


ref|NR_028789.1| Geobacillus uzenensis 


strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 


Bacillales; Bacil 


laceae; Geobacillus. 


608854 Bacteria_16S 


strain AMX51 16S 


843211 843123 9 94 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


608854 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


608854 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


608854 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


608854 Bacteria_16S 


strain SH22623 16 
Proteobacteria; A 


608854 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


608854 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


608854 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


608854 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


608854 Bacteria_16S 


strain SA35 16S r 
Proteobacteria; A 


608854 Bacteria_16S 


strain USDA 9030 
Proteobacteria; A 


608854 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


608854 Bacteria_16S 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stell 


Alphaproteobacter 


608854 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


608854 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


608854 Bacteria_16S 


decolorationis st 
decolorationis Ba 


608854 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


608854 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


608854 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


608854 Bacteria_16S 


strain IBS 506 16 
Proteobacteria; A 


608854 Bacteria_16S 


strain IBS 382 16 
Proteobacteria; A 


608854 Bacteria_16S 


strain 7d 16S rib 


853634 853546 9 94 gi 
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36 Tistrella mobilis Bacteria; 
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a; Proteobacteria; 
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aceae; Ochrobactrum. 
Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Bacillus 
0 Bacillus 


Chelatococcus 
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rinckiaceae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
Ss. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


lales; Bacillaceae; Geobacillus. 
2019057 2018969 9 94 gi| 219878183 |ref|NR_025322.1 
ribosomal RNA, partial sequence 2018337 20197 
lphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricauli 
2020529 2020441 9 94 gi| 219878182 |ref|NR_025321.1 
train MCS06 16S ribosomal RNA, partial sequence 2019809 202123 
acteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
2075483 2075395 9 94 gi|219878139|ref|NR_025278.1 
S ribosomal RNA, partial sequence 2074760 20762 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2084736 2084648 9 94 gi| 219878133 |ref|NR_025272.1 
S ribosomal RNA, partial sequence 2084014 20854 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2221079 2220991 9 94 gi| 219857585 |ref|NR_025173.1 


Xanthobacter viscosus 


2220358 2221741 Xanthobacter viscosus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


608854 Bacteria_16S 2222488 2222400 9 94 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

608854 Bacteria_16S 2245296 2245208 9 94 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

608854 Bacteria_16S 2295752 2295664 9 94 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

608854 Bacteria_16S 2297218 2297130 9 94 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

608854 Bacteria_16S 2312386 2312298 9 94 gi|219857521|ref|NR_025109.1]| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

608854 Bacteria_16S 2395648 2395560 9 94 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

608854 Bacteria_16S 2453547 2453459 9 94 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

608854 Bacteria_16S 2501697 2501609 9 94 gi|219857381|ref|NR_024969.1| Legionella waltersii 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

608854 Bacteria_16S 2503203 2503115 9 94 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
608854 Bacteria_16S 2549655 2549567 9 94 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

608854 Bacteria_16S 2661496 2661408 9 94 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

608854 Bacteria_16S 2991498 2991410 9 94 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

608854 Bacteria_16S 2992992 2992904 9 94 gi|219846928|ref|NR_026520.1| Legionella brunensis 
strain 441-1 16S ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

608854 Bacteria_16S 3000657 3000569 9 94 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 


strain DSM 3670 1 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

608854 Bacteria_16S 3005249 3005161 9 94 gi|219846920|ref|NR_026512.1 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methyl 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 
608854 Bacteria_16S 3049229 30491419 94 gi| 219846889 |ref|NR_026481.1 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremoc 


Bacteria; 
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ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicr 
608854 Bacteria_16S 3266707 3266619 9 94 gi| 219846743 |ref|NR_026335.1 
strain LLAP12 16S ribosomal RNA, partial sequence 3265947 32672 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Leg 
608854 Bacteria_16S 3268125 3268037 9 94 gi|219846742|ref|NR_026334.1 
strain L2 16S ribosomal RNA, partial sequence 3267345 32688 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
608854 Bacteria_16S 3307868 3307780 9 94 gi|219846716|ref|NR_026308.1 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xantho 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xa 
608854 Bacteria_16S 3309330 3309242 9 94 gi|219846715|ref|NR_026307.1 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
608854 Bacteria_16S 3594470 3594382 9 94 gi|219846512|ref|NR_026104.1 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 359520 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 
608854 Bacteria_16S 3603714 3603626 9 94 gi|219846504|ref|NR_026096.1 
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608854 Bacteria_16S 


tes; Lactobacillales; Aerococcaceae; E 
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82 Geobacillus pallidus Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Eremococcus coleocola 
occus coleocola 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 


Sinorhizobium saheli 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 


TGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCCAGAGATGGGGCTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCATCGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTTATGGCGGGACTCGTGGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACACTGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGA 
GCGAATCCCTTAATGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCCGTAAGGGGAGGGAGTGGTCGAAGGTGGGACTGG 
CGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTT 
TGATCATGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCATCCTTCGGGGTGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACC 
CATCCCTACGGGATAGCTCCGGGAAACTGGAATTAAGACCGTATACGTCCGTAAGGAGAAAGATTTATCGGGGATGGATGAGCCCGCGTAGGATTAGCTAGTTGG 
TGCGGTAACGGCGTACCAAGGCGACGATCCTTAGCTGGTCTAAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGACGGTCTTAGGATTGTAAAGCTCTTTCAGTGGGGACGATAATGACGGTACCC 
ACAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCAGCC 
AGTCAGGGGTGAAATCCCAGGGCTCAACCCTGGAACGGCCTCTGATACTGTTGATCTGGAGTGTGAGAGAGGTGAGTGGAATTGCGAGTGTAGAGGTGAAATTCG 
TAGATATTCGCAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCACAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGGAAGCTAGCCGTCGGCGGGTTTACTCGTCGGTGGCGCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATCCTCTGACGGTCACCGGAG 
ACGGTTTCCTCCCTTCGGGGCAGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCC 
TAGTTGCCAGCATTAGGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTAC 
ACACGTGCTACAATGGCGGTGACAGTGGGCAGCGAGGCAGCGATGCCGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGA 
AGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTCTACCCGAAGAT 
GGTGCGCTAACCTCTTGGAGGCAGCCAGCCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAGGGGTAGCCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNCTCAGGAYGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGAGTGCTTGCACTCCAGTGGCGAACGGGTGAGTAACAC 
GTATCTAATCTACCTTATAGCGGGGGATAGCCTTTGGAAACGAAGGGTAATACCGCATGAGAATTTCATTATCGCATGAGAAGAAATTGAAAGCACCGTTTGGTG 
CACTATAAGATGAGGATGCGGCGTATTAGCTAGTAGGTGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTTTTCGGATCG 
TAAAGCTCTGTTGTAAGGGAAGAACACACTTGAGAGGAAATGCTCTTGTGCTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAA 
TACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTTGCAAGTTTGAGGTTAAAGCCTGGGGCTCAACCCCAGTTCGCCTTGA 
AAACTGTGAGACTAGAATACAAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCTGTGGCGAAAGCGGCTTACTGGCT 
TGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGGGKTTATACCTCG 
GTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTT 
AATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGGCATAGAGATATGCTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTC 
AGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCATTAGTTACTAACATTCAGTTGAGGACTTTAATGAGACTGCTAGTGTAAGCT 
AGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGTCGATACAAAGAGTCGCAATCTCGTGAGGGGGAGCT 
AATCTCAAAAAGTCGATCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTC 
TCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTGGGTAATGCCAGAAGTAGGTAGCTTAACCGTAAGGAGAGCGCTTCCCAAGGTAGGACTCGCGATTGG 
GGTGAAGTCGTAACAAGGTATCCCTACGGGAACGTGCGGATGGATCACCTCCTTTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNGTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCATCAAGCTTGCTTGATGGTGAGAGTGGCGAACGGGTGAGTAATACGTGACT 
AACCTGCCTCATACACCGGAATAGCTCCTGGAAACGGGTGGTAATGCCGGATGCTCCAACATTTCACATGTTTTGTTGGGAAAGCGTTAGCGGTATGAGATGGGG 
TCGCGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGAAGGCCTTCGGGTTGTAAACCGCTTTTAAT 
TGGGAGCAAGCGAGAGTGAGTGTACCTTTTGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGG 
CGTAAAGAGCTCGTAGGCGGTTTGTCACGCCTGGTGTGAAAGTCCATCGCTTAACGGTGGATCTGCGCCGGGTACGGGCAGGCTAGAGTGCAGTAGGGGAGATTG 
GAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGATCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAG 
CGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGATGCTGGATGTGGGGCCCTTCCACGGGCTCCGTGTCGGAGCTAACGCGTTAAGCATCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTA 
GGCTTGACATGTTTCGGACAGCCCCAGAGATGGGGTCTCCCTTCGGGGCCGATTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTCGCCTTGTGTTGCCAGCACGTTATGGTGGGAACTCACAAGGGACCGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAG 
ATCATCATGCCCCTTACGTCTAGGGCTTCACGCATGCTACAATGGCCGGTACAACGAGATGCGACATGGCGACATGAAGCGAATCTCTTAAAACCGGTCTCAGTT 
CGGATTGGAGCCTGCAACTCGGCTCCATGAAGGCGGAGTCGCTAGTAATCGCGAATCAGCAACGTCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGT 
CAAGTCATGAAAGTGGGTAGCACCCGAAGCCGGTGGCCTAACCTTTTGGAGGGAGCCGTCTAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNAGAGTTTGATCATGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCGGGAAGGAGCTTGCTCCTTTGCCGGCGAG 
TGGCGCACGGGTGCGTAACGCGTATACAACCTACCTTATACAGGGGTATAGCCCAGGGAAACTTGGATTAACACCCCATAGTAATATGTTTTGGCATCATTACAT 
ATTTAAAACTACGGTGGTATAAGATGGGTATGCGTCCCATTAGCTTGTTGGTGTGGTAACGGCACACCAAGGCAACGATGGGTAGGGGCCCTGAGAGGGGGATCC 
CCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGA 
CTGCCCTATGGGTTGTAAACTGCTTTTATACGGGAAGAAACCCACCTACGTGTAGGTGGCTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGCCAGATAAGTCAGTGGTGAAATTCCGTGGCTCAACCACGGA 
ACTGCCATTGATACTGTTTGGCTTGAATCAGTTCGAGGATGCCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCAATTGCGAAGGCAG 
GTGTCCAGAACTGTATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGTCACTAGCTGTCCGGAC 
TTAGGTCTGGGTGGCCAAGCGAAAGTGATAAGTGACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCATTATGACAGGGGTGGAGACACCCTTTTCTTCGGACATTTTGCAAGGTGCTGCA 
TGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTAATGTCGGGAACTCTAGCAAGACT 
GCCGGTGCAAACCGCGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCCTGGGCCACACACGTGCTACAATGGCAGGTACAGCAAGCAGCCACTG 
GGCGACCAGGAGCGAATCTGTAAAGCCTGTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCCGTCGCCGTAAGGAGCGGCCTAGGGTAAGACCGGTAA 
CTGGGGCTAAGTCGTAACAGGGGTAGCCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGATTGA 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTTGAAGGAAGCTTGCTTCCTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGT 
GGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGC 
TAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCA 
GCAGNGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAG 
TAAGCGAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTA 
CTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTAGGGCAGAGGG 
TGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGGCTCATACTGACACTGAGGTGCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGTCTTGAACTCTTAGTGGCGCAGCTAACGCATTAAGTTGA 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 


Sinorhizobium. 


608854 Bacteria_16S 


strain USDA 1844 


608854 Bacteria_16S 


strain CNS 2-75 1 


608854 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


608854 Bacteria_16S 


strain F9251 16S 


608854 Bacteria_16S 


strain OCh 254 16 


608854 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


608854 Bacteria_16S 


strain A828 16S r 


608854 Bacteria_16S 


nitratireducens s 
nitratireducens B 


608854 Bacteria_16S 


strain N-3 16S ri 


Firmicutes; Bacil 


608854 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


608854 Bacteria_16S 


strain GTC 854 16 


Firmicutes; Bacil 


608854 Bacteria_16S 


strain 087-AZ-H 1 


Proteobacteria; G 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

3684039 3683951 9 94 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
6S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
3767730 3767642 9 94 gi|219846386|ref|NR_025977.1| Desulfovibrio 
SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
ia; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

3893949 3893861 9 94 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 

ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

3900083 3899999 13 94 gi|219846295|ref|NR_025885.1| Roseibium denhamense 

S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

3977816 3977728 9 94 gi|219846240|ref|NR_025830.1| Rhodospirillum 
AM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 

4108574 4108486 9 94 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
ibosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

4173033 4172945 9 94 gi|219846098|ref|NR_025688.1| Garciella 
train Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
acteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

4212449 4212361 9 94 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
bosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
lales; Bacillaceae; Geobacillus. 

4232193 4232105 9 94 gi| 219846047 |ref|NR_025637.1| Leisingera 
ns strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
ns Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

2769306 2769219 9 94 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2989963 2989877 9 94 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
6S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3576167 3576079 9 94 gi|219846525|ref|NR_026117.1| Legionella feeleii 


608854 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


608854 Bacteria_16S 


strain DSM 5901 1 


3645964 3645876 9 94 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
1647428 1647347 9 87 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


608854 Bacteria_16S 


strain DM12 16S r 


sapomandens strai 
Sapomandens Bacte 


608854 Bacteria_16S 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


608854 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


608854 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


608854 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


608854 Bacteria_16S 


2335087 2334999 9 94 
ibosomal RNA, partial sequence 


gi 


2429173 2429085 9 94 gi 
n DSM 3223 16S ribosomal RNA, partial 

ria; Firmicutes; Clostridia; Clostridi 
2299 2211 9 94 gi 
28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
17293 17205 9 94 
ibosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

52301 52213 9 94 
bosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
67414 67326 9 94 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


gi 


Lactobac 
gi 


71941 71853 9 94 gi 


16S ribosomal RNA, partial sequence 3645244 36466 


3575389 35768 


6S ribosomal RNA, partial sequence 1646706 16481 


2334350 23357 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
608854 Bacteria_16S 


16478 


51487 


219846474 


ionellacea 
219878444 


Acetobacte 
219857505 


hodobacter 
219857438 
sequence 

ales; Pept 
265679062 
1539 

Pseu 


ales; 


265679052 
18031 
illus. 
265679029 
53037 
cus. 
265679019 
sequence 
cteria; Sp 


ref 


e; Li 
ref 


race 
ref 


acea 
ref 


ococ 
ref 


dono 


ref 


ref 


ref 


hing 


265679016 


sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Pseudonocardia. 


ref 


71176 


3029 


Lactobacillus 


Enterococcus 


66694 


NR_026066.1 


egionella. 
NR_025583.1 


ae; Stella. 
NR_025093.1 


e; Paracoccu 
NR_025026.1 


2428395 242981 


caceae; Desu 
NR_029370.1 
Saccha 
cardineae; P 


NR_029360.1 


NR_029337.1 


NR_029327.1 
68135 
omonadales; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


54 Legionella feeleii Bacteria; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Desulfotomaculum 
8 Desulfotomaculum 
1fotomaculum. 
Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Lactobacillus perolens 
perolens Bacteria; 


Enterococcus asini 


asini Bacteria; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


NR_029324.1 
72680 


Pseudonocardia 
Pseudonocardia 


608854 Bacteria_16S 152407 152319 9 94 gi| 265678961 |ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 155524 155436 9 94 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
608854 Bacteria_16S 187569 187481 9 94 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
608854 Bacteria_16S 192151 192063 9 94 gi|265678935|ref|NR_029243.1| Methylomonas 


aurantiaca strain 
Bacteria; 
608854 Bacteria_16S 
capsulatus strain 
Bacteria; Proteobacteria; Gammaproteobacteria; Methyloc 
608854 Bacteria_16S 196682 196594 9 94 gi 
strain A30 16S ribosomal RNA, partial sequence 
Proteobacteria; 
608854 Bacteria_16S 199781 199693 9 94 gi 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial s 
acetylenicus Bacteria; Proteobacteria; 
Pelobacter. 
608854 Bacteria_16S 


195173 195085 9 94 gi 


209125 209037 9 94 gi 


strain McClung 2004 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
608854 Bacteria_16S 

strain DSM 20475 
Firmicutes; 
608854 Bacteria_16S 
strain MCRL 0044 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
608854 Bacteria_16S 269940 269852 9 94 gi 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, p 


Clostridia; Clostridiales; 
224463 224375 9 94 gi 
Clostridia; Clostridiales; 
265445 265357 9 


Peptococcaceae; 
94 gi 


195893 19735 
Gammaproteobacteria; Methylococcales; Methylococcacea 
ref 

198985 200521 


Deltaproteobacteria; Desulfuromonadales; 


Clostridiaceae; 


16S ribosomal RNA, partial sequence 223682 22507 


16S ribosomal RNA, partial sequence 264725 26613 


JB103 16S ribosomal RNA, partial sequence 191357 192822 Methy 
Proteobacteria; Gammaproteobacteria; Methyloc 


265678933 


occales; 
265678932 


265678930 
equence 


265678923 


265678913 


Peptococcus. 


265678883 


265678880 


ref 
208355 209857 Clost 
Clos 
ref 
4 Peptococcus niger Bacteria; 


ref 
4 Kutzneria viridogrisea Bacteria; 
donocardineae; Pseudonocardiaceae; 
ref 
artial sequenc 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; 


NR_029241.1 


NR_029240.1 


NR_029238.1 


NR_029231.1 


tridium. 


NR_029221.1 


NR_029189.1 


NR_029186.1 
e 269183 


Clostridia; 


lomonas aurantiaca 
occales; Methylococcaceae; 
ref 
Texas 16S ribosomal RNA, partial sequence 194385 195842 Methy 


Methylomonas. 
Methylococcus 


lococcus capsulatus 
Methylococcaceae; 
ref 
4 Methylomicrobium agile Bacteria; 
e; Methylomicrobium. 


Methylococcus. 
Methylomicrobium agile 


Pelobacter 
Pelobacter 


Pelobacteraceae; 


Clostridium sporogenes 


ridium sporogenes 


Peptococcus niger 


Kutzneria viridogrisea 


Kutzneria. 
Thermoanaerobacterium 
270620 


Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
608854 Bacteria_16S 277596 277508 9 94 gi|265678875|ref|NR_029181.1| Mycoplasma feliminutum 
strain Ben 16S ribosomal RNA, partial sequence 276812 278270 Mycoplasma feliminutum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

608854 Bacteria_16S 298771 298683 9 94 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
608854 Bacteria_16S 314076 313988 9 94 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 329259 329171 9 94 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

608854 Bacteria_16S 368393 368305 9 94 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 395846 395758 9 94 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

608854 Bacteria_16S 403550 403462 9 94 gi|265678786|ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 409706 409618 9 94 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 416071 415983 9 94 gi|265678777|ref|NR_029082.1| Methylobacterium 


populi BJ001 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
608854 Bacteria_16S 423689 423601 9 94 gi 
strain F12 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


415329 41680 
les; Methyloba 
ref 


422881 424425 Bacillus algicola Bacteria; 


265678772 


608854 Bacteria_16S 437695 437607 9 94 gi 


265678763 


cteriaceae; 
NR_029077.1 


re 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 


NR_029068.1 
436922 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Bacillus algicola 


Amycolatopsis 
438427 Amycolatopsis 


kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 


608854 Bacteria_16S 439214 439126 9 94 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 
608854 Bacteria_16S 449931 449843 9 94 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
608854 Bacteria_16S 460619 460531 9 94 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
608854 Bacteria_16S 523375 523287 9 94 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 


608854 Bacteria_16S 526408 526320 9 94 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

608854 Bacteria_16S 550911 550823 9 94 gi|265678685|ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

608854 Bacteria_16S 563137 563053 9 90 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 


albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 
608854 Bacteria_16S 600543 600455 9 94 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 706554 706466 9 94 gi| 265678578 |ref|NR_028883.1| Dorea longicatena 
strain 111-35 16S ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 
608854 Bacteria_16S 720354 720266 9 94 gi|265678568|ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 19632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 
608854 Bacteria_16S 740299 740211 9 94 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
608854 Bacteria_16S 774375 774287 9 94 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
608854 Bacteria_16S 783695 783615 9 86 gi| 265678523 |ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 
608854 Bacteria_16S 815850 815762 9 94 gi| 265678502 |ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 


~ 


608854 Bacteria_16S 861392 861304 9 94 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
608854 Bacteria_16S 876385 876297 9 94 gi| 265678461 |ref|NR_028764.1| Streptomyces 


scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 

Streptomyces. 
608854 Bacteria_16S 882400 882312 9 94 gi| 265678456 |ref|NR_028758.1| Catellatospora 

koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 


608854 Bacteria_16S 897671 897583 9 94 gi|265678446|ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

608854 Bacteria_16S 913100 913012 9 94 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 


aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
608854 Bacteria_16S 914658 914570 9 94 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 

Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 


608854 Bacteria_ 


caldoxylosilyticu 
caldoxylosilyticu 
608854 Bacteria_16S 
pseudoavium strai 
pseudoavium Bacte 
608854 Bacteria_16S 
auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
608854 Bacteria_16S 
danicus strain DB 
Firmicu 
608854 Bacteria_16S 
strain LK2-10 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Bacteria; 


Micromonospora. 


608854 Bacteria_16S 


strain W1-2B 16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 
strain Y 16S ribo 
Alphaproteobacter 
608854 Bacteria_16S 
DSM 16795 16S rib 
Firmicu 
608854 Bacteria_16S 
stercorihominis D 
stercorihominis D 
608854 Bacteria_16S 
DSM 14365 16S rib 
Proteob 
608854 Bacteria_16S 
strain 13.4 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
608854 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacte 
608854 Bacteria_16S 


Bacteria; 


Bacteria; 


strain 2DT 16S ri 
Firmicutes; Bacil 


608854 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 
608854 Bacteria_16S 1304820 1304732 9 94 gi|219846460 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


608854 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


608854 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


608854 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


608854 Bacteria_16S 
RS 2060 16S ribosomal RNA, partial seq 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


608854 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 


strain SMP-10 16S 


16S 958058 957970 9 94 gi 


s Bacteria; Firmicutes; 
962690 962602 9 


Bacillales; 
94 gi 

Firmicutes; Lactobacillales; 

1031401 1031313 9 94 


ria; 
gi 


ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1034544 1034456 9 94 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; 
1048324 1048236 9 94 
ribosomal RNA, partial sequence 


gi 


1069448 1069360 9 94 
ribosomal RNA, partial sequence 


gi 


1078249 1078161 9 94 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1084224 1084136 9 94 gi 


Sphingomonadales; 
1176689 1176601 9 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1182729 1182641 9 94 


ia; 


94 gi 


gi 


SM 17244 Bacteria; Firmicutes; 
1209999 1209911 9 94 
osomal RNA, partial sequence 

acteria; Deltaproteobacteria; Myxococc 
1246211 1246123 9 94 gi 
ibosomal RNA, partial sequence 


gi 


1277621 1277537 9 90 


gi 
Proteobacteria; 
1297178 1297090 9 94 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1301710 1301622 9 94 


ria; 
gi 


gi 


ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1307815 1307727 9 94 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1324728 1324640 9 94 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1364169 1364081 9 94 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1397317 1397229 9 94 gi 


Thermoanaerobacterale 


Bacteria; Proteobacteria; Alphaproteo 


1400321 1400233 9 
RNA, partial sequence 


94 gi 
Sphingomonadales; 
1404813 1404725 9 94 gi 
ribosomal RNA, partial sequence 


s strain $1812 16S ribosomal RNA, part 
Ba 


n 47-16 16S ribosomal RNA, partial seq 
Ente 


n TT1-11 16S ribosomal RNA, partial se 


Paenibacillaceae; Ane 


1047573 10490 


1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
608854 Bacteria_16S 


somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadacea 


1175949 11773 
Clostr 


SM 17244 16S ribosomal RNA, partial se 
Clostri 
1209193 12106 
1245479 12468 
n JC2041 16S ribosomal RNA, partial se 
Gammaproteobacter 


1296399 12978 


1304017 13055 


1399580 1401060 Sphin 


265678406 
ial sequen 
cillaceae; 
265678403 
uence 
rococcacea 
265678357 
quence 
Actinomyc 


265678355 
10337 

urinibacil 

265678346 


omonospori 
265678331 


aulobacter 
265678324 
10775 
Sphingomon 
265678320 


e; Sphingo 
228718376 


idiaceae; 
228717350 
quence 

dia; Clost 
228715350 


ales; Nann 
219857484 


donocardin 
219846127 
quence 

ia; Altero 
219857534 


219846639 


s; Thermoa 
228721493 
16S ribos 
moviolaceu 
eptomyceta 
219878140 
sequence 
Thermoana 


228719063 
13634 
Ruminococc 
228715764 
uence 
bacteria; 


228715353 


Sphingomon 


bium. 


Clos 


ocys 


eae; 


mona 


naer 


naer 


omal 


ceae 


erob 


acea 


Rhiz 


gomo 
adac 


ref |NR_028708.1| Geobacillus 

ce 957258 958773 Geobacillus 

Geobacillus. 

ref|NR_028705.1] Enterococcus 
961894 963406 Enterococcus 

e; Enterococcus. 

ref|NR_028659.1| Micromonospora 
1030633 1032114 Micromonospora 

etales; Micromonosporineae; 

ref|NR_028657.1| Aneurinibacillus 

71 1035187 Aneurinibacillus danicus 

lus group; Aneurinibacillus. 

ref|NR_028648.1| Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


neae; Micromonos 
ref |NR_028633.1 
33 Brevundimonas 
aceae; 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 


ref|NR_027573.1 


poraceae; 


Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingobium amiense 
acteria; Proteobacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


tridium. 
NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027522.1 


ref 


R 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


tineae; Hali 
ref|NR_025072.1 
80 Amycolatopsis 
Pseudonocar 
ref|NR_025717.1 

1276861 127826 
dales; Colwe 


ref |NR_025122.1 


angiaceae; Haliangium. 
Amycolatopsis rubida 

rubida Bacteria; 

diaceae; Amycolatopsis. 
Thalassomonas 

8 Thalassomonas 

lliaceae; Thalassomonas. 
Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


ref|NR_026231.1 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


obacterales 


ref|NR_026051.1 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


obacterales 
ref|NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 
ref|NR_025279.1 
1323941 132544 
acterales; T 


s Ba 


ref|NR_027579.1 
15 1364816 Rumino 
e; Ruminococ 
ref|NR_027539.1 

1396599 139803 
obiales; Met 
ref|NR_027525.1 
nas wittichi 
eae; Sphingo 


219857153 


Family III. Incertae 
Streptomyces 

1 sequence 1307063 

nobacteria; 

es. 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Methylobacterium 

3 Methylobacterium 
hylobacteriaceae; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 


ref|NR_024781.1 


Haliangiaceae; 


Haliangium tepidum 


1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; 


Haliangium. 


608854 Bacteria_16S 1413813 1413725 9 94 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 
608854 Bacteria_16S 1416853 1416765 9 94 gi|224581447|ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
608854 Bacteria_16S 1426063 1425975 9 94 gi|224581441|ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 1427628 1427540 9 94 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 1439999 1439911 9 94 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
608854 Bacteria_16S 1441580 1441492 9 94 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
608854 Bacteria_16S 1452125 1452037 9 94 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
608854 Bacteria_16S 1474664 1474576 9 94 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 1486958 1486870 9 94 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
608854 Bacteria_16S 1488497 1488409 9 94 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 1494507 1494419 9 94 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
608854 Bacteria_16S 1511065 1510977 9 94 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 
608854 Bacteria_16S 1515398 1515310 9 94 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 
608854 Bacteria_16S 1518406 1518318 9 94 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
608854 Bacteria_16S 1532127 1532039 9 94 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
608854 Bacteria_16S 1536632 1536544 9 94 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
608854 Bacteria_16S 1538194 1538106 9 94 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
608854 Bacteria_16S 1539754 1539666 9 94 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
608854 Bacteria_16S 1541303 1541215 9 94 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
608854 Bacteria_16S 1542863 1542775 9 94 gi|219857374|ref|NR_024962.1| Actinokineospora 


diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 


diospyrosa Bacter 
Actinosynnematace 


ia; 


ae; Actinokineospora. 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


608854 Bacteria_16S 1563717 1563629 9 94 gi 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, par 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Amycolatopsis. 
608854 Bacteria_16S 1574281 1574193 9 
strain MK27-91F2 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
608854 Bacteria_16S 1577330 1577242 9 94 gi 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequ 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; C 
608854 Bacteria_16S 1586515 1586427 9 94 gi 
LMG 22167 16S ribosomal RNA, partial sequence 
Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 1588076 1587988 9 
strain LMG 21727 
Firmicutes; Lactobacillales; Enterococcaceae; 
608854 Bacteria_16S 1589591 1589503 9 


219846103 
ta 


’ 


94 gi| 219856868 
do 
219846510 
en 
lo 


219878487 


94 gi| 219878486 
Enterococ 
94 gi 


cus. 
219878485 


strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
omycinea 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
608854 Bacteria_16S 1591139 1591051 9 94 gi 
tubercidicus strain DSM 40261 16S ribosomal RNA, partia 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 1592687 1592599 9 94 gi| 219878483 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Ac 
Streptomycineae; Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 1594233 1594145 9 94 gi 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, pa 
chrestomyceticus Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 1595780 1595692 9 94 gi 
sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 1597328 1597240 9 
strain DSM 43049 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
608854 Bacteria_16S 1598876 1598788 9 94 gi 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 1600424 1600336 9 
strain DSM 40597 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
608854 Bacteria_16S 1601972 1601884 9 94 gi 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


pt 
219878484 
of 


219878482 
rt 


idae; 


219878481 


, 


94 gi| 219878480 


219878479 
Pp 
te 
94 gi| 219878478 
pt 
219878477 
RN. 


al seque 
Actinomy 


16S ribosomal RNA, partial sequence 1573526 15750 
nocardin 


ce 15765 
stridiac 


1585730 15872 


16S ribosomal RNA, partial sequence 1587284 15887 


sequence 
Actinomy 


tinobact 


ial sequ 
Acti 


1 sequence 
Actinomy 


16S ribosomal RNA, partial sequence 1596580 15980 
ptomycinea 
artial s 
ridae; Actin 
16S ribosomal RNA, partial sequence 1599676 16011 
omycinea 


A, parti 


ref 
nce 
ceta 


NR_025693.1 
156296 
les; Pseudo 


ref |NR_024687.1 
eae; Actinosynn 
ref|NR_026102.1 
77 1578067 Clost 
eae; Clostridiu 
ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025625.1 


ref |NR_025624.1 
e; Streptomyceta 
ref|NR_025623.1 

1590391 159188 
cetales; Strepto 


ref 
sequ 
erid 


NR_025622.1 
ence 159193 
ae; Actinomy 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
equence 159812 
omycetales; 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


n 


r 
m. 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
e 


mataceae; Umezawaea. 
Clostridium 
idium papyrosolvens DSM 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 


92 Enterococcus italicus Bacteria; 


Streptomyces catenulae 


40 Streptomyces catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 
608854 Bacteria_16S 
VKM B1479 16S rib 


Streptomycetaceae; Streptomyces. 
1650418 1650330 9 94 
osomal RNA, partial sequence 


gi| 219878442 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 
608854 Bacteria_16S 1662726 1662638 9 94 gi|219878433|ref|NR_025572.1 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 166345 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Kibdelosporangium. 

608854 Bacteria_16S 1664266 1664178 9 94 gi|219878432|ref|NR_025571.1 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 


Kibdelosporangium aridum subsp. 


Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 

608854 Bacteria_16S 1665790 1665702 9 94 gi|219878431|ref|NR_025570.1 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

608854 Bacteria_16S 1673360 1673272 9 94 gi|219878426|ref|NR_025565.1 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 167407 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseud 
Pseudonocardiaceae; Amycolatopsis. 

608854 Bacteria_16S 1674883 1674795 9 94 gi|219878425|ref|NR_025564.1 


balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 


1649700 16511 


ref|NR_025581.1 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


1674127 167557 


Amycolatopsis 
5 Amycolatopsis 


balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 


608854 Bacteria_ 


keratiniphila sub 


16S 1676382 1676294 9 94 gi 


sp. nogabecina strain DSM 44586 16S ri 


219878424 
bosomal RN. 


ref 
A, Pp 


Amycolatopsis 
nce 1675626 1677096 


NR_025563.1 
artial seque 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
608854 Bacteria_ 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
608854 Bacteria 1 


strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 


608854 Bacteria 1 


strain ISP 5293 1 


Halorhodospira. 


608854 Bacteria_16S 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 
608854 Bacteria_16S 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 
DSM 44411 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


halophila strain 
halophila Bacteri 


Pseudonocardiacea 
608854 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 
608854 Bacteria_16S 
in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


608854 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


608854 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
608854 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


strain DSM 2665 1 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


608854 Bacteria_16S 


strain ATCC 15253 


Pseudonocardineae; 
16S 


Pseudonocardiaceae; 
1677899 1677811 9 94 gi 


ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


6S 1679420 1679332 9 94 gi 


6S 1772256 1772168 9 94 gi 


6S 1773754 1773666 9 94 gi 


; Streptomyces. 


6S 1787406 1787318 9 94 gi 


ria; Proteobacteria; 


1816405 1816317 9 94 gi 


1866704 1866616 9 94 gi 
4 16S ribosomal RNA, partial sequence 
1886689 1886601 9 


94 gi 


e; Saccharomonospora. 


1924383 1924295 9 94 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

1925944 1925856 9 


94 gi 


e; Amycolatopsis. 
1950372 1950284 9 94 gi 
in LM 141 16S ribosomal RNA, partial s 


Pseudonocardia. 
1956293 1956205 9 94 
ibosomal RNA, partial sequence 


e; 
gi 


Sphingomonadales; 
2013165 2013077 9 94 gi 


2014625 2014537 9 94 gi 


2016095 2016007 9 94 gi 
16S ribosomal RNA, partial sequence 
Sphingomonadales; 
2022001 2021913 9 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023490 2023402 9 94 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


608854 Bacteria_16S 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


608854 Bacteria_16S 


2057183 2057095 9 94 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2058722 2058634 9 


, 


94 gi 


n DSM 44594 16S ribosomal RNA, partial 


17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
608854 Bacteria_1 
roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 
608854 Bacteria_1 
neutrophila strai 
neutrophila Bacte 


Stre 
rain ISP 5277 16S ribosomal RNA, parti 


cteria; Actinobacteria; Actinobacterid 


n SG 3301 16S ribosomal RNA, partial s 
Gammaproteobacter 


43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


n LM 157 16S ribosomal RNA, partial se 


eria; Actinobacteria; Actinobacteridae 


1955571 19570 


6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
608854 Bacteria_16S 


Amycolato 
219878423 
sequence 
Actinomyc 


219878422 
16786 
Pseu 


ales; 


219878355 


ptomycinea 
219878354 
al sequenc 
ae; Actino: 


’ 


219878344 
equence 
ia; Chroma 


’ 


219878325 
ence 18156 
ales; Pseu 


219878290 
18659 
omonospori 
219878274 
equence 
inomycet 


219878245 
quence 
Actinomyc 


219878244 
ial sequen 
Actinomy 


v 


219878228 
equence 
; Actinomy: 


219878224 


Sphingomon 
219878187 
al sequenc 
ria; Rhodo 
219878186 
153 
yphomonada 
219878185 
20153 
Sphingomon 
219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
219878153 
sequence 

Actinomyc 


219878152 


etal 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 
ref|NR_025494.1| Streptomyces arenae 
83 Streptomyces arenae Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025493.1| Streptomyces 

e 1773034 1774481 Streptomyces 
mycetales; Streptomycineae; 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


ref |NR_025483.1 
1786631 178798 
tiales; Ectothio 


ref |NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Asanoa ishikariensis 

ishikariensis Bacteria; 

poraceae; Asanoa. 
Saccharomonospora 

1 Saccharomonospora 

rdineae; 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025413.1 

1885917 188742 
ales; Pseudonoca 


, 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


Sphingomonas pituitosa 
16 Sphingomonas pituitosa Bacteria; 
adaceae; Sphingomonas. 
ref|NR_025326.1| Hyphomonas 
e 2012455 2013864 Hyphomonas 
bacterales; Hyphomonadaceae; Hyphomonas. 
ref|NR_025325.1| Hyphomonas polymorpha 
24 Hyphomonas polymorpha Bacteria; 
ceae; Hyphomonas 
ref|NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
es; Streptomycineae; 


ref|NR_025363.1 


Caulobacter leidyia 
acter leidyia Bacteria; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 


thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 


thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


ref|NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 
Streptomycineae; 


608854 Bacteria_16S 
xylanilyticus str 


xylanilyticus Bac 


608854 Bacteria_16S 


strain SW-72 16S 


2070944 2070856 9 94 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2095383 2095295 9 94 gi 
ribosomal RNA, partial sequence 


219878143 
ue 
ci 
219878125 
2094597 20961 


ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref|NR_025264.1 


nce 
llaceae; 


Thermobacillus 
8 Thermobacillus 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 2110585 2110497 9 94 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 2139368 2139280 9 94 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

608854 Bacteria_16S 2149939 2149851 9 94 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
608854 Bacteria_16S 2168051 2167963 9 94 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 2187808 2187720 9 94 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 


Proteobacteria; 


yunnanensis strai 


yunnanensis Bacte 


Streptomycetaceae 


608854 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


608854 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


608854 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


608854 Bacteria_16S 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


608854 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


608854 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. 


Clostridiaceae; C 


608854 Bacteria_16S 


NRRL B-24104 16S 


sulfonivorans str 
Bacteria; Proteob 


608854 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


608854 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


608854 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 


versutus strain A 


G 
608854 Bacteria_16S 


ammaproteobacteria; Legionellales; Leg 
2257579 2257491 9 94 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2260703 2260615 9 94 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

2266933 2266845 9 94 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2277683 2277595 9 94 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2286752 2286664 9 94 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


s 


, 


ia 
te 


’ 


gi 


e 
oc 


s 
ct 


2303201 2303113 9 94 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2326041 2325953 9 94 gi 
leptospartum strain ATCC 35414 16S 


en 
na 
pe ri 
lostridium. 


2342522 2342434 9 94 
ribosomal RNA, partial sequence 


gi 


do 
2350046 2349958 9 94 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2354618 2354530 9 94 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2356189 2356101 9 94 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 

2381980 2381892 9 94 
ribosomal RNA, partial sequence 


en 
le 


nc 
ob 


de 
ob 


gi 


io 
219857561 


Actinomyc 


219857559 


219857555 
2266147 22676 
219857548 


219857541 


219857528 


219857512 


219857500 
2341772 23432 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


608854 Bacteria_16S 219857494 


219857491 


219857490 


219857472 
2381197 23827 


nellaceae; Legionella. 
ref |NR_025149.1 
2256827 225829 


etales; Strepto 


equence 


ref|NR_025147.1 
1 sequence 2259931 226145 
ridae; Actinomycetales; 


ref|NR_025143.1 


ref|NR_025136.1 
2276893 2278392 Methyl 
cales; Methylococcaceae; 
ref|NR_025129.1 
2285990 228738 


romatiales; Ecto 


equence 
eria; Ch 


ref|NR_025116.1 
ce 2302404 2303932 Marino 
dales; Alteromonadaceae; 
ref|NR_025100.1 
RNA, partial seq 


bosomal 


ref|NR_025088.1 


nocardineae; Pseudonocar 
ref |NR_025082.1 
35 2350745 Hyphom 
microbiaceae; Hy 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophacea 
ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


ce 23493 
s; Hypho: 


e 23538 
acterale 


sequence 
acteria; 


ref|NR_025060.1 


L2 16S ribosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 
2459477 2459389 9 94 gi|219857410|ref|NR_024998.1 
ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas 
Sphingomonadales; Sphingomonadaceae; Sphingo 
2460968 2460880 9 94 gi| 219857409 |ref|NR_024997.1 
ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas 
Sphingomonadales; Sphingomonadaceae; Sphingo 
2471703 2471615 9 94 gi| 219857402 |ref|NR_024990.1 


2470921 2472353 Thioal 


e: 


Streptomyces 
4 Streptomyces 


mycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Methylomicrobium 

omicrobium buryatense 
Methylomicrobium. 
Thioalkalivibrio 

3 Thioalkalivibrio 

thiorhodospiraceae; 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Clostridium 

uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 
Desulfomonile 
omonile limimaris 
Desulfomonile. 
Desulfovibrio 

7 Desulfovibrio 

les; 


’ 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Thioalkalivibrio 
kalivibrio versutus 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


608854 Bacteria_16S 
berrensis strain 
Bacteria; Firmicutes; 
608854 Bacteria_16S 


strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Calor 


2507780 2507696 9 


Clostridia; 
2515365 2515277 9 


90 


CTT3 16S ribosomal RNA, partial sequence 
Clostridiales; 


94 


gi| 219857372 


gi|219857367 


25070 
Clostridiaceae; 


ref 


ref 


NR_024960.1 


NR_024955.1 


amator coolhaasii Bacteria; 


Thermohalobacter 


00 2508520 Thermohalobacter berrensis 
Thermohalobacter. 


Caloramator coolhaasii 
Firmicutes; 


Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
608854 Bacteria_16S 2518353 2518265 9 94 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 2539327 2539239 9 94 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 


strain VP-5 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


608854 Bacteria_16S 
strain MHS-3 16S 


608854 Bacteria_16S 
strain ATCC 43186 
Firmicutes; 
608854 Bacteria_16S 
strain ATCC 51266 
Firmicutes; 
608854 Bacteria_16S 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 


Lactobacillales; 


2542062 2541974 9 


2589594 2589506 9 


2609579 2609491 9 


94 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


94 


16S ribosomal RNA, partial sequence 25888 
Lactobacillales; Enterococcaceae; Enterococcus. 
2592747 2592659 9 94 gi| 219857273 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


94 


Enterococcus. 


2538597 25399 


gi|219857349 
2541332 25426 


gi| 219857275 


25919 


gi] 219857259 


yphomonada 


ref 


ref 


ref 


ref 


ceae; 


ceae; 


2608828 261032 


NR_024937.1 


NR_024906.1 


NR_024904.1 


NR_024890.1 


30 Hyphomonas hirschiana Bacteria; 
Hyphomonas. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Enterococcus mundtii 


00 2590328 Enterococcus mundtii Bacteria; 


Enterococcus dispar 


38 2593451 Enterococcus dispar Bacteria; 


Amycolatopsis 
2 Amycolatopsis 


thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
608854 Bacteria_16S 2611151 2611063 9 94 gi|219857258|ref|NR_024889.1| Prauserella rugosa 


strain DSM 43194 


16S ribosomal RNA, partial sequence 2610373 26118 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


608854 Bacteria_16S 
strain DSM 44262 


2612679 2612591 9 


94 


16S ribosomal RNA, partial sequence 2611942 26134 


gi] 219857257 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


608854 Bacteria_16S 
strain SEBR 4211 
Firmicutes; 
608854 Bacteria_16S 
taberi strain DSM 


Saccharopolyspora. 
608854 Bacteria_16S 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 
Saccharopolyspora. 


spinosa Bacteria; 
Pseudonocardiaceae; 
608854 Bacteria_16S 


voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; 


608854 Bacteria_16S 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


608854 Bacteria_16S 
terrae strain IFO 


Actinokineospora. 
608854 Bacteria_16S 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 


Clostridia; 


2615847 2615759 9 


Clostridiales; 
2667326 2667238 9 


2668841 2668753 9 


2697282 2697194 9 
Firmicutes; 


2724507 2724419 9 


2760305 2760217 9 


2775429 2775341 9 


94 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Family XII. 


94 


43856 16S ribosomal RNA, partial sequence 26665 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


94 


94 


Bacillales; 


94 


94 


15668 16S ribosomal RNA, partial sequence 27595 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


94 


Bacillaceae; 


gi] 219857255 


gi|219857212 
Pseu 
gi|]219857211 
gi|219857190 


Ano 


gi|219857172 


gi|219857146 
Pseu 


gi| 219857133 


ref 


ref 


ref 


es; 


ref 


ref 


ref 


ref 


18 Amycolatopsis 


99 2668066 Saccha 
donocardineae; 


2668117 266958 
Pseudonocardineae; 


2696496 269800 


xybacillus. 


56 2761026 Actino 


donocardineae; 


57 Streptomyces 


NR_024888.1 


NR_024886.1 


NR_024840.1 
P 


NR_024839.1 


NR_024818.1 


NR_024800.1 


Micromonos 
NR_024774.1 


NR_024761.1 


91 Prauserella rugosa Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Amycolatopsis alba 
alba Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; 


Fusibacter. 

Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 
Anoxybacillus 


1 Anoxybacillus 


Longispora albida 


14 Longispora albida Bacteria; 
neae; 


poraceae; Longispora. 
Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Streptomyces platensis 


platensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 2776966 2776878 9 94 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 2789138 2789050 9 94 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 


Bacteria; Firmicutes; 
608854 Bacteria_16S 

strain VPI-C6-61 
Firmicutes; 
608854 Bacteria_16S 


Bacillales; 
2792038 2791950 9 


2796371 2796283 9 


Paenibacillaceae; 


94 


16S ribosomal RNA, partial sequence 2791299 27926 
Clostridia; Clostridiales; Lachnospiraceae; 


94 


Paenibacillus 
gi|]219857122 


gi| 219857119 


ref 


ref 


NR_024750.1 


NR_024747.1 


Coprococcus catus 


13 Coprococcus catus Bacteria; 
Coprococcus. 


Actinoplanes 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


608854 Bacteria_16S 


e 2795622 2797094 Actinoplanes 
ycetales; Micromonosporineae; 


ain IFO 13941 16S ribosomal RNA, partial sequenc 
teria; Actinobacteria; Actinobacteridae; Actinom 
e; Actinoplanes. 

2799414 2799326 9 94 gi| 219857117 


ref|NR_024745.1| Actinoplanes lobatus 


strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


608854 Bacteria_16S 
derwentensis stra 
derwentensis Bact 
Micromonosporacea 
608854 Bacteria_16S 
campanulatus stra 
campanulatus Bact 
Micromonosporacea 
608854 Bacteria_16S 
strain IFO 12702 


2805501 2805413 9 2 

in IFO 14935 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 

e; Actinoplanes. 
2808545 2808457 9 2 

in IFO 12511 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 

e; Actinoplanes. 
2826575 2826487 9 
16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 


94 


94 


94 


gi|219857113 


19857111 


gi 


gi| 219856906 


Actinomycetales; 


Actinomycetales; 


ref|NR_024741.1| Actinoplanes 
2804752 2806224 Actinoplanes 
Micromonosporineae; 


ref |NR_024739.1| Actinoplanes 
2807796 2809267 Actinoplanes 
Micromonosporineae; 

ref 


NR_024727.1| Sporichthya polymorpha 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; Sporichthya. 


608854 Bacteria_16S 
strain JCM 9312 1 


Sphingomonas. 


608854 Bacteria_16S 
oligophenolica 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 
capillaceus strai 
capillaceus Bacte 
Micromonosporacea 
608854 Bacteria_16S 
ruminantium strai 
ruminantium Bacte 
608854 Bacteria_16S 
cyanogriseus stra 
cyanogriseus Bact 


Pseudonocardiaceae; 


608854 Bacteria_16S 
IFO 16102 16S rib 


Sporichthya. 


608854 Bacteria_16S 
macrosporus strai 
mMacrosporus Bacte 
Streptomycetaceae; 


ria; 


Streptomyces. 


2829649 2829561 9 
6S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Catenuloplanes. 
608854 Bacteria_16S 
kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae; 
608854 Bacteria_16S 
strain IMC S-0802 


2831148 2831060 9 
n M338-M1 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


2832686 2832598 9 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
608854 Bacteria_16S 
echinoides strain ATCC 14820 16S ribosomal RNA, partial 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


2865010 2864922 9 


2885296 2885208 9 


Clostridia; 


2938287 2938199 9 
in IFO 14455 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


Actinoalloteichus. 


Streptomyces. 


2939805 2939717 9 

osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
608854 Bacteria_16S 
aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 
608854 Bacteria_16S 
ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 
608854 Bacteria_16S 
brevicatena strai 
brevicatena Bacte 


2941328 2941240 9 
n YU438-5 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2942844 2942756 9 
YU655-43 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
e; Virgisporangium. 

2944360 2944272 9 
n YU 720-21 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


2977727 2977639 9 
n A1201 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


608854 Bacteria_16S 2979259 29791719 


thermolineatus st 
thermolineatus Ba 
Streptomycetaceae; 


Streptomyces. 


608854 Bacteria_16S 2980794 2980706 9 


thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae; 


Streptomyces. 


608854 Bacteria_16S 2994450 2994362 9 
larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 


94 


94 


94 


94 


94 


94 


Stre 


gi|219856904 


gi| 219856903 


gi| 219856902 
28319 


gi| 219856881 


sequence 


gi|219856866 
2884576 28858 


Sphingomonadales; Sphingomonadaceae; 
2891262 2891174 9 
n K95-5561 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2921858 2921770 9 
n GA195 16S ribosomal RNA, partial sequence 
Firmicutes; 


gi| 219856862 


omonosporineae H 


Actinomycetales; 


ptomycineae; Streptomycetaceae; 


Sphingomonadales; 


ref|NR_024725.1| Catenuloplanes crispus 


Micromonosporaceae; 


NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 
Streptomycineae; 


ref|NR_024723.1| Streptomyces albulus 
28 2833415 Streptomyces albulus Bacteria; 
Streptomyces. 
ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 
Sphingomonadaceae; 


ref|NR_024685.1 
81 Sphingomonas 


Sphingomonas 
oligophenolica Bacteria; 
Sphingomonas. 
ref|NR_024681.1| Actinoplanes 

2890502 2891958 Actinoplanes 


Actinomycetales; Micromonosporineae; 
94 gi|219856842|ref|NR_024661.1| Eubacterium 
2921059 2922566 Eubacterium 
Clostridiales; Eubacteriaceae; Eubacterium. 
94 gi|219856831|ref|NR_024650.1| Actinoalloteichus 


94 


94 


94 


94 


94 


94 


rain Al1484 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


94 


rain R10 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


94 


Actinomy 


gi| 219856830 
2939058 29405 
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Actinomyc 


gi|219856828 


gi| 219856827 
Actinomyc 
gi| 219846938 
Actinomyc 


gi|219846937 


gi| 219846936 


Actinomycetales; 


Actinomycetales; 


2937540 2939007 Actinoalloteichus 
cetales; Pseudonocardineae; 


ref|NR_024649.1| Lentzea albida strain 

28 Lentzea albida Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref|NR_024648.1| Virgisporangium 
2940579 2942047 Virgisporangium 

etales; Micromonosporineae; 


ref |NR_024647.1| Virgisporangium 
2942098 2943563 Virgisporangium 
ales; Micromonosporineae; 


ref|NR_024646.1| Sporichthya 
2943614 2945079 Sporichthya 
etales; Frankineae; Sporichthyaceae; 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
etales; Streptomycineae; 


ref|NR_026529.1| Streptomyces 
2978510 2979990 Streptomyces 
Streptomycineae; 


ref|NR_026528.1| Streptomyces 
2980041 2981526 Streptomyces 
Streptomycineae; 


gi|219846927 


ref|NR_026519.1| Agrobacterium 
2993732 2995168 Agrobacterium 


CCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTCGCCAAACCGCGAGGTGGAGCTAATCTCACAAAACCGATCG 
TAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTAGGGGAACCTGTGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGTTTGATCCTGGCTCAGA 
GCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGCAATGTCAGTGGCGGACGGGTGAGTAACGCGTAGGGATGTGTCCAGGGGTGGGGGATAAC 
TCCGGGAAACTGGAGCTAATACCGCATATGGCCTGAGGGCCAAAGCAGCGATGCGCCTTTGGAGTAACCTGCGTCCGATTAGCTAGTTGGTGGGGTAAAGGCCTA 
CCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGTCTTCGGATCGTAAAGCCCTTTCGGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCCCCG 
GCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTACTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGCTCCAAGTTAGGCGTGAAAG 
CCCTGGGCTCAACCTGGGGACTGCGCTTAAGACTGGAGTGCTAGAGGATGGAAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGA 
ACACCGGTGGCGAAGGCGGCAACCTGGTCCATTTCTGACGCTGAGGCGCGATAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GTGCGCTGAATGTTGGGGTTCCTAGAACCTCAGTGTTGTAGCTAACGCGGTAAGCGCACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGGCCACGACCGGTTCAGAGATGAACTTTTCCCG 
CAAGGGACGTGGTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCA 
CGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTAC 
AATGGCGGTGACAATGGGAAGCCAGGCAGCGATGTCGAGCCGATCCCAAAAAGCCGTCTCAGTTCAGATCGCAGCCTGCAACTCGGCTGCGTGAAGGTGGAATCG 
CTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGCAGGTGCGGTAAC 
CGCAAGGAGCTAGCCTGCCACGGTAGGGTCAGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGGATCACCTTCTAANNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGTTTATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGTGGTT 
TCGGCCATCAGTGGCGGACGGGTGAGTAACGCGTAGGAACGTGTCCAGAGGTGGGGGACAACCCCGGGAAACTGGGGCTAATACCGCATGGGGGCTGAGGCCCAA 
AGCCGAGAGGCGCCATTGGAGCGGCCTGCGTCCGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCGGTAGCTGGTCTGAGAGGACGACCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGT 
CTTCGGATCGTAAAGCCCTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAG 
CGTTGCTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGGCCCAAGTCAGGCGTGAAATTCCTGGGCTCAACCTGGGGACTGCGCTTGATACTGGGTTGCTT 
GAGGATGGAAGAGGCTCGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCGAGCTGGTCCATTACTGACGCTG 
AGGCGCGACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCGCTGGATGTTGGGGCCCATAGGGTCTCAGTGTCGTAGCC 
AACGCGGTAAGCGCACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 
ACGCGCAGAACCTTACCAGCCCTTGACATGGTCACGACCGGTCCGGAGACGGGCCTTCCCCGCAAGGGGCGTGATGCACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATGTTCGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGG 
AGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGAGGGAAGCCAGGTCGCGAGGCCGAGCCGA 
TCCCGAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGTCGTTGCGCTAACCGCAAGGGGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGGATCACCTTCTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGT 
ACGCTTAGCCGTGCATTACCATGCAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGA 
TAAGCCTGGGAAACTAGGTCTAATACCGGATATGACCTGCCTCCGCATGGTGGTGGGTGGAAAGTTCCGGCGGTACGGGATGGGCCCGCGGCCTATCAGCTTGTT 
GGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGAC 
GGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
TTTGTTGCGTCGGCCGTGAAAACTTCACGCTTAACGTGGAGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTG 
AAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGGCTTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGAAA 
CCTGCAGAGATGTAGGCCTCTTCGGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCA 
GGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCACAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGA 
CCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACA 
CGGAAGCCCGTGGCCCAATCCTCAAGCAGTCGAGCGTGGTAGCTGTAGAGGCGACCGGCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNAGAGTTTGATCCTGGCTCAGGGTAAACGCTGGCGGCGTGCGTAACACATGCAAGTCGGACGGGTTATACTTCTTAGGAAGTATAATCAGTGGCGAACGG 
GTGAGTAAAAGGTAGGGACCTACCCCGAGGACAGAGATAGCTACTGGAAACGGTAGGTAAACTCTGATAAGCCCGAGAGGGGAAAGTGGAAGGCAGCCTTGGGAT 
GGACCTACTATCCATCAGGTAGTTGGTGAGGTAAAGGCTTACCAAGCCGATGACGGATAACCGGCGTGAGAGCATGTACGGTCACAAGGGCACTGAGACACGGGC 
CCTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAAGGAAGAAGTCCTTCGGGATGTAAACTTCTGA 
ACTAATCGAATAAAAGGGTAGTGGACACACTACAGAAGAAGGTAGAT TAGGAAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGC 
GTTGCCCGGAATCACTGGGTGTAAAGGGGACGTAGGCGGATGATCAAGTCATCTGTGAAAAGATTGCTCAACGATTGGCTTGCGGATGAAACTGGTCATCTTGGG 
CGTAGCAGAGGTAGACGGAATTACCTGAGTAGGGGTGAAATCCGCAGATACAGGTAAGAACGCCGGTGAAGAAGTTGGTCTACTGGGCTACAGCTGACGCTGAGG 
TCCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACGATGCTCACTAGGTGTAGGGAGCGAAAGACTCTCTGTGCTGAAGCGAAC 
GCGCTAAGTGAGCCACCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTAAC 
CGAAGAACCTTACCAGGGATTGACATGTAACTGAAGGTAGAGAAATCTACTGGCCTGCCGCAAGGCAGGGGGT TACACAGGTGGTGCACGGTCGTCGTCAGCTCG 
TGCCGTGAGGTGTTGGGTTAAGTCCCACAACGAGCGCAACCCCTACGATTAGTTACCAGCAAGTAAAGTTGGGTACACTAATTGGACAGCCGCCGACGAGGCGGA 
GGAAGGAGGGGATGACGTCAGATAAGCGTGCCCCTTATACTCTGGGCGACACACGTGCTACAATGGGGAGGACAAAGGGAAGCGAAGCCGGAAGGTGGAGCGGAT 
CCGGAAAAACTCTCCGTAATATGGATTGTAGGCTGAAACCCGCCTACATGAAGCTGGAATCGCTAGTAATCGCAGGTCAGCCAAACTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGCCACCCGAGTTGGGAACACCTGAAGGCAGTACGGCAGGTACTGTTGAAGGTGGGCTTGGCGAGGGGGGCGAAGTCGTAAC 
AAGGTAGGTGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCAGGG 
CTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACAGACGGGAGTGCTTGCACTCCTTGATGTCAGCGGCGGACGGGTGAGTAACACGTGG 
GTAACCTACCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATGATATGTTCCACCTCATGGTGGGACAGTGAAAGACGGTTTCGGCTGTCACT 
TACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAA 
ACTCTGTTGTAAGGGAAGAACAAGTACGTGAGTAACTGCACGTACCTTGACGGTACCTTACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAA 
CTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGT 
AACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGGTTTCCGCCCCTC 
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rain DSM 3847 16S ribosomal RNA, 
Clostridia; 


neopropionicum st 
neopropionicum Ba 


608854 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


608854 Bacteria_16S 


strain DSM 3503 1 
capsulatus strain 
Bacteria; Proteob 


aggregatus strain 
aggregatus Bacter 


stercorarium subs 


3524200 3524112 9 


e; Saccharopolyspora. 


3525680 3525592 9 
ridia; Clostridiales; 
3527248 3527160 9 


cteria; Firmicutes; 
3541067 3540979 9 
6S ribosomal RNA, 
lales; Bacillaceae; 
3551864 3551776 9 


ridia; Clostridiales; 
3574604 3574516 9 
3577615 3577527 9 


216 16S ribosomal RNA, 


3579079 3578991 9 


3582099 3582011 9 


94 


3340376 3341852 Micromono 


94 


94 


813 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


94 


3171 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


94 


94 


94 


complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


94 


94 


94 


94 


94 


6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiaceae; 


94 


94 


complete sequence 3540266 35417 
Bacillus. 


94 


ribosomal RNA, partial sequence 
Clostridiaceae; 


94 


6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
608854 Bacteria_16S 


94 


complete sequence 
acteria; Alphaproteobacteria; Rhizobia 
608854 Bacteria_16S 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 
p- 


94 


94 


thermolacticum strain TX41 16S ribo 


Clostridiales; 


gi|219846690 


219846689 
33419 


gi 
es; 


219846687 
33449 


gi 


219846686 
33464 


gi 


219846673 
al seque 
Clostridiales; 

gi| 219846632 


gi 


Rhodospi 


219846610 
34490 


gi 


Stre 
gi| 219846587 
al sequenc 


cl 
219846582 

sequence 

Actinomyce 


gi 


219846580 
sequence 
Actinomyce 


gi 


219846560 
equence 


gi 


gi|219846559 
Clostridiu 
gi|219846558 
complete sequen 
Clostridiales; C 
gi| 219846549 


gi| 219846542 
3551089 35526 
Caloramato 
gi| 219846526 
Acetobacte 
219846524 
35769 
les; Brady 
219846523 
sequence 

Rhizobi 
219846521 
somal RNA, 


gi 


gi 


gi 


Micromonosporineae; 


ref |NR_026282.1 
Micromono 
ref|NR_026281.1 
03 3343371 Dacty 


ref |NR_026279.1 


ref |NR_026278.1 


ref |NR_026265.1 
nce 336503 
Clostridiaceae; 
ref |NR_026224.1 
3417892 341936 
rillales; 


ref|NR_026202.1 


ptomycineae; 
ref|NR_026179.1 


e 3482431 34839 
ostridiaceae; C 


les; 


ref|NR_026141.1 
87 Bacillus 


ref|NR_026134.1 
r. 
ref|NR_026118.1 


38 Gluconobacter 
raceae; 
ref|NR_026116.1 
05 3578325 Bl 
rhiz 
ref 


obiaceae; Bl 
NR_026115.1 
578376 357978 
ales; Bradyrhiz 
ref|NR_026113.1 
partial sequenc 


w 


obiaceae; 


Micromonospora rosaria 


spora rosaria Bacteria; 
sporaceae; 


Dactylosporangium 


losporangium thailandense 


Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 
Micromonosporineae; 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 
Micromonosporineae; 


Micromonosporaceae; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Gluconobacter 
7 Gluconobacter 


Acetobacteraceae; 


Streptomyces caelestis 


03 3450520 Streptomyces caelestis 
Streptomycetaceae; 


Clostridium 
2 Clostridium 


lostridium. 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Saccharopolyspora 
4 Saccharopolyspora 


Pseudonocardineae; 


ref|NR_026151.1| Clostridium colinum 
07 Clostridium colinum Bacteria; 

m. 

ref|NR_026150.1| Clostridium 

ce 3526458 3527968 Clostridium 
lostridiaceae; Clostridium. 


Bacillus clarkii 


clarkii Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Gluconobacter oxydans 
oxydans Bacteria; 


Gluconobacter. 


Blastobacter 


astobacter capsulatus 


astobacter. 
Blastobacter 

9 Blastobacter 
Blastobacter. 
Clostridium 

e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; C 


608854 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


lostridium. 
3586791 3586703 9 


608854 Bacteria_16S 


3597536 3597448 9 


94 


ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 


94 


gi|219846518 
3585997 35874 


ref|NR_026110.1 
56 Methylomonas 


gi|219846509 


ref|NR_026101.1 


Methylomonas fodinarum 


fodinarum Bacteria; 
aceae; Methylomonas. 


Clostridium 


lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 


608854 Bacteria_16S 3630757 3630669 9 94 gi 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 363 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
608854 Bacteria_16S 3638304 3638216 9 94 gi 
thermocarboxydus strain AT37 16S ribosomal RNA, partial 
thermocarboxydus Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 3639856 3639768 9 94 gi 
thermocarboxydovorans strain AT52 16S ribosomal RNA, pa 
thermocarboxydovorans Bacteria; Actinobacteria; Actinob 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 3656615 3656527 9 94 gi 
strain H152 16S ribosomal RNA, partial sequence 3655877 365 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
608854 Bacteria_16S 3712702 3712614 9 94 gi 
auranticolor strain 253 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Actinoplanes. 
608854 Bacteria_16S 3764804 3764716 9 94 gi 
thermocisternum strain ST90 16S ribosomal RNA, partial 
thermocisternum Bacteria; Firmicutes; Clostridia; Clost 
608854 Bacteria_16S 3773725 3773637 9 94 gi 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 
608854 Bacteria_16S 3879977 3879889 9 94 gi 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 388 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Calorama 
608854 Bacteria_16S 3886234 3886146 9 94 gi 
metallireducens strain GS-15 16S ribosomal RNA, partial 
metallireducens Bacteria; Proteobacteria; Deltaproteoba 
Geobacter. 
608854 Bacteria_16S 3918015 3917927 9 94 gi 
yamanashiensis strain YU 127-1 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 
Micromonosporaceae; Spirilliplanes. 

608854 Bacteria_16S 3919566 3919478 9 94 gi 
strain ATCC 19812 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
608854 Bacteria_16S 3921147 3921059 9 94 gi 
strain ATCC 25495 16S ribosomal RNA, complete sequence 


’ 


s 
id 


equenc 
ae; Ac 


rt 
ac 


ce 371 
es; 


en 
al 


se 
ridiales 
ence 377 
omonadal 


s 
ct 


equenc 
eria; 


al 
ae 


seque 
Acti 


’ 


391 


ptomycin 


392 


219846485 


Geobacte 
219846480 


219846479 
ial sequ 
teridae; 


219846467 


219846428 
Micr 
219846388 
quence 

219846382 


219846309 


219846305 


219846282 


219846281 


219846280 


ref|NR_026077.1 
14 
raceae; Geobact 
ref|NR_026072.1 

3637554 363905 


nomycetales; Str 


e 
ti 


ref 
ence 
Act 


NR_026071.1 

363910 
inomycetales 
ref|NR_026059.1 
73 
Rhizobium/Agrobac 
ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


19 


ref |NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025973.1 

41 3774411 Desulf 
es; Desulfuromonad 
ref|NR_025899.1 


’ 


29 


07 
tor. 
NR_025895.1 
7 


s 


e 
De uromonadale 
ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 


ne 
no 


ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 


87 
ea 


03 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
e 


Bs 

Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


, 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Actinoplanes 

planes auranticolor 
Micromonosporaceae; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Geobacter 
3 Geobacter 
Geobacteraceae; 


, 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

608854 Bacteria_16S 3922728 3922640 9 94 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 3927469 3927381 9 94 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 3939347 3939259 9 94 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

608854 Bacteria_16S 3940802 3940714 9 94 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

608854 Bacteria_16S 3980479 3980391 9 94 gi|219846238|ref|NR_025828.1| Rhizobium galegae 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 398 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
608854 Bacteria_16S 3993895 3993807 9 94 gi|219846229|ref|NR_025819.1 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 39945 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

608854 Bacteria_16S 4040765 4040677 9 94 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 


12 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 


Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 4126833 4126745 9 94 gi|219846132|ref|NR_025722.1 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
608854 Bacteria_16S 4195909 4195821 9 94 gi| 219846078 |ref|NR_025668.1 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 419657 


ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; 


Zooshikella 
6 Zooshikella 
Zooshikella. 


608854 Bacteria_16S 4198834 4198746 9 94 gi 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial s 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacill 
608854 Bacteria_16S 4204847 4204759 9 94 gi 
koyangensis strain VK-A60 16S ribosomal RNA, partial se 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 4210908 4210820 9 94 gi 
algeriensis strain SA 233 16S ribosomal RNA, partial se 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Saccharothrix. 

608854 Bacteria_16S 4220133 4220045 9 94 gi 
lactatifermentans strain G17 16S ribosomal RNA, partial 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clo 
608854 Bacteria_16S 4230691 4230603 9 94 gi 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16 


219846076 
equence 
aceae; 
219846072 
quence 


219846068 
quence 


219846061 
sequence 
stridiales 
219846048 
Ss 


Clostridiales; Peptococcaceae; Desulfotomaculum. 

608854 Bacteria_16S 4241199 42411119 94 gi 
aquaticum strain GR16 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
608854 Bacteria_16S 309505 309423 9 88 gi 
strain ATCC 27760 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Rumino 
608854 Bacteria_16S 1026893 1026811 9 88 gi 
acetoxidans strain ASRB2 16S ribosomal RNA, partial seq 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacter 
Desulfobacca. 
608854 Bacteria_16S 1063487 1063401 9 92 gi 
acidiphilus strain TA-67 16S ribosomal RNA, partial seq 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclob 
608854 Bacteria_16S 1562322 1562268 9 62 gi 
kestanbolensis strain K4 16S ribosomal RNA, partial seq 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacill 
608854 Bacteria_16S 2237797 2237708 9 94 gi 
californiensis strain APO 16S ribosomal RNA, partial se 
californiensis Bacteria; Firmicutes; Clostridia; Clostr 
608854 Bacteria_16S 2254534 2254448 9 92 gi 
acetigenes strain Lup33 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
Sporanaerobacter. 
608854 Bacteria_16S 2256126 2256040 9 92 gi 
mediterraneus strain 86FS1 16S ribosomal RNA, partial s 
mediterraneus Bacteria; Proteobacteria; Deltaproteobact 
Desulfobulbus. 
608854 Bacteria_16S 2631171 2631083 9 gi| 219857238 
strain hl 16S ribosomal RNA, partial sequence 2630432 26317 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
608854 Bacteria_16S 3344184 3344102 9 88 gi| 219846688 
inositola DSM 43819 16S ribosomal RNA, partial sequence 33434 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet Micr 
Micromonospora. 
608854 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 
Geobacter. 
608854 Bacteria_16S 3958544 3958458 9 
laevolacticus strain M-8 16S ribosomal RNA, complete se 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporola 
608854 Bacteria_16S 4183742 4183656 9 92 gi 
thalassicus strain SC 562 16S ribosomal RNA, partial se 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridi 
608854 Bacteria_16S 2104581 2104493 9 94 gi 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
608854 Bacteria_16S 2564977 2564889 9 94 gi 
acidaminophilum strain DSM 3953 16S ribosomal RNA, part 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clost 
608854 Bacteria_16S 3329052 33289719 87 gi 
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coccaceae; 
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ial sequen 
ridiales; 
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92 gi 


Pae 


Actinomyc 


Actinomyc 


ribosoma 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; 


les; Methy 


ref|NR_025666.1 
198059 41995 
nibacillus. 
ref |NR_025662.1 

4204078 42055 


etales; Strepto 


rs 


ref |NR_025658.1 
4210162 42115 
etales; Pseudon 


ref|NR_025651.1 

4219342 422083 
; Clostridiacea 
ref|NR_025638.1 
1 RNA, partial 


ref|NR_025631.1 
69 4241874 Methy 
lobacteriaceae; 
ref|NR_029160.1 
4 310144 Rumin 
Ruminococcus. 
ref |NR_028662.1 

1026088 102759 
phobacterales; S 


ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref|NR_025733.1 

1561538 156291 
xybacillus. 
ref|NR_025162.1 
2237029 223848 
lostridiaceae; T 
ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_026280.1 
22 3344899 Micro 
omonosporineae; 


ref|NR_025974.1 
3771473 377289 
sulfuromonadales 


ref|NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_026291.1 


i 


1 


6 
mycineae; 


9 
oO 


e: 
s 
Firmicutes; 


1 


fo} 


Paenibacillus 
0 Paenibacillus 


Streptomyces 
5 Streptomyces 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Clostridium 
8 Clostridium 
Clostridium. 
Desulfotomaculum 
equence 4229850 4231400 
Clostridia; 


’ 


Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Ruminococcus callidus 
coccus callidus 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Anoxybacillus 
3 Anoxybacillus 


Tindallia 

3 Tindallia 

indallia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Desulfobulbus 
6 Desulfobulbus 


esulfobulbaceae; 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Micromonospora 


monospora inositola 


Micromonosporaceae; 


Geobacter 
0 Geobacter 
Geobacteraceae; 


, 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Tepidibacter 

8 Tepidibacter 

e; Tepidibacter. 
Anoxynatronum 
atronum sibiricum 


Eubacterium 
8 Eubacterium 
Eubacterium. 


Dactylosporangium 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Dactylosporangium. 


608854 Bacteria_16S 
cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora 
608854 Bacteria_16S 
longreachensis st 


760 672 9 


11121 11037 9 


longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

608854 Bacteria_16S 29576 29488 9 94 gi|265679044|ref|NR_029352.1 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 
608854 Bacteria_16S 31150 31062 9 94 gi| 265679043 |ref|NR_029351.1 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

608854 Bacteria_16S 75019 74931 9 94 gi|265679014|ref|NR_029322.1 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlo 
Chlorobium. 

608854 Bacteria_16S 80794 80706 9 94 gi|265679010|ref|NR_029318.1 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 

Firmicutes; Bacillales; Listeriaceae; Listeria. 

608854 Bacteria_16S 126701 126613 9 94 gi| 265678978 |ref|NR_029286.1 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actino: 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
608854 Bacteria_16S 135800 135712 9 94 gi| 265678972 |ref|NR_029280.1 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomycetaceae; Actinomyces. 

608854 Bacteria_16S 141858 141770 9 94 gi|265678968|ref|NR_029276.1 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Desulfuromusa. 

608854 Bacteria_16S 143342 143254 9 94 gi| 265678967 |ref|NR_029275.1 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Des 
608854 Bacteria_16S 153952 153864 9 94 gi|265678960|ref|NR_029268.1 


strain V 5-2 16S 
Firmicutes; Clostridia; 
608854 Bacteria_16S 


Clostridiales; 
190641 190553 9 


rain 16910a 16S ribosomal RNA, 


94 


gi 


34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


265679063 
1 


ref|NR_029371.1 
1489 


Saccha 


Saccharomonospora 
romonospora cyanea 


ales; Pseudonocardineae; Pseudonocardiaceae; 
90 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
complete sequence 10342 11910 Desulfovibrio 


ribosomal RNA, partial sequence 


94 


strain BG8 16S ribosomal RNA, partial sequence 


Proteobacteria; 
608854 Bacteria_16S 
whittenburyi stra 


193661 193573 9 


Methylococcaceae; Methylobacter. 
608854 Bacteria_16S 207572 207484 9 
argentinense stra 
argentinense Bacteria; 
608854 Bacteria_16S 
strain IP 2227 16 
Firmicutes; Clostridia; Clostridiales; 
608854 Bacteria_16S 258010 257922 9 
strain JW/AS-Y6 16S ribosomal RNA, 
Firmicutes; Clostridia; 
608854 Bacteria_16S 262394 262306 9 
radiotolerans strain P 1 16S ribosomal 
radiotolerans Bacteria; Actinobacteria; 
Rubrobacteraceae; Rubrobacter. 

608854 Bacteria_16S 282039 281951 9 
strain W 1471 16S 
Firmicutes; Clostridia; Clostridiales; 
608854 Bacteria_16S 319925 319837 9 
strain J233 16S ribosomal RNA, partial 
Tenericutes; Moll 
608854 Bacteria_16S 
thermoamylovorans 
thermoamylovorans Bacteria; Firmicutes; 
608854 Bacteria_16S 332456 332368 9 


Firmicutes; 
212233 212145 9 


321496 321408 9 


thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence _ 


94 


94 


94 


S ribosomal RNA, partial sequence 


94 


94 
RNA, 


153188 15467 
Clostridiaceae; 


gi 


Oxobacter. 
265678936 


189853 19130 


gi 


in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


gi 


in ATCC 27322 16S ribosomal RNA, parti 


Clostridia; Clostridiales; 


gi 


Gammaproteobacteria; Methylococcales; Methylococc 


265678934 


265678924 
al sequenc 


265678921 


211461 21296 
Clostridiaceae; 


gi 


Thermoa 


gi 


Rubrobacteridae 


94 


ribosomal RNA, partial sequence 


94 
sequence 


94 


Bacillales; 
94 


gi 


265678890 


complete sequence 257219 25873 
Thermoanaerobacterales; 


265678885 


complete sequence 


; Rubrobac 


265678872 


281272 28276 
Eubacteriaceae; 


Eubacterium. 
gi| 265678847 |ref|NR_029152.1 
319228 320640 Acholeplasma 


gi 


strain DKP 16S ribosomal RNA, partial 


Bac 
gi 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678846 
sequence 

illaceae; 

265678839 


NA, partia 


Clo 


naerobacte 


ref |NR_029244.1 
aceae; Methylomi 
ref |NR_029242.1 
1 sequence 


ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref |NR_029229.1 


ref|NR_029198.1 
1 Moorella 
raceae; Moorella 
ref|NR_029191.1 

261591 263140 
terales; Rubroba 


ref|NR_029178.1 


eplasma 


4 


Desulfovibrionaceae; 


Lactobacillus 
Lactobacillus 

us. 

Facklamia sourekii 


Facklamia sourekii Bacteria; 


Chlorobium 
Chlorobium 


robium/Pelodictyon group; 


Listeria innocua 


Listeria innocua Bacteria; 


Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Actinomyces 
Actinomyces 


Actinomycineae; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Clostridium 
Clostridium 
stridium. 
Clostridium baratii 


8 Clostridium baratii Bacteria; 
Clostridium. 


Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 
Rubrobacter 
Rubrobacter 
cterineae; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Acholeplasma palmae 


palmae Bacteria; 


Bacillus 
Bacillus 


NR_029144.1 
331642 


ref 


Moorella 
333194 Moorella 


thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Moorella group; Moorella. 


608854 Bacteria_16S 
borstelensis stra 
borstelensis Bact 
608854 Bacteria_16S 
phyllosphaerae st 


phyllosphaerae Ba 
Sphingomonas. 


608854 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


608854 Bacteria_16S 


delbrueckii subsp 


Lactobacillus. 


608854 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


608854 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


608854 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


608854 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


608854 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


608854 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


608854 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain V2-BIII-A2 


Firmicutes; Bacil 


608854 Bacteria_16S 


strain 3wCc2 16S r 


Firmicutes; Clost 


608854 Bacteria_16S 


strain CCUG 42773 


608854 Bacteria_16S 


strain B22P3 16S 


608854 Bacteria_16S 


impatiens strain 


Bacteria; Proteob 


Saccharospirillum. 
608854 Bacteria_16S 


strain CE2105 16S 


608854 Bacteria_16S 


strain L1-92 16S 


Firmicutes; Clost 


608854 Bacteria_16S 


aurantiaca strain 


Bacteria; Proteob 


608854 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


608854 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


608854 Bacteria_16S 


jalaludinii strai 


Bacteria; Firmicu 


347735 347647 9 94 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
in Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus 

372890 372802 9 94 gi| 265678806 |ref|NR_029111.1]| Sphingomonas 
rain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
cteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

375908 375820 9 94 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 

380535 380447 9 94 gi| 265678801 |ref|NR_029106.1| Lactobacillus 
» indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 

Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 

392860 392772 9 94 gi|265678793|ref|NR_029098.1| Paenibacillus 
in 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

414538 414450 9 94 gi| 265678778 |ref|NR_029083.1| Lactobacillus 

Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

433003 432915 9 94 gi|265678766|ref|NR_029071.1| Paenibacillus 

GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

474390 474302 9 94 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

502100 502012 9 94 gi|265678717|ref|NR_029022.1| Bacillus indicus 
ibosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
lales; Bacillaceae; Bacillus. 

515643 515555 9 94 gi|265678708|ref|NR_029013.1| Reinekea 
m strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
m Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

532464 532376 9 94 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
lales; Bacillaceae; Bacillus. 

585647 585559 9 94 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 

16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
lales; Bacillaceae; Bacillus. 

590112 590024 9 94 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
ibosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

596198 596110 9 94 gi|265678655|ref|NR_028960.1| Actinomyces funkei 

16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

599013 598925 9 94 gi|265678653|ref|NR_028958.1| Streptomyces javensis 

ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

605172 605084 9 94 gi| 265678648 |ref|NR_028953.1| Saccharospirillum 
EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
acteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 

629616 629528 9 94 gi|265678631|ref|NR_028936.1| Roseospira marina 

ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

658420 658332 9 94 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

697838 697750 9 94 gi| 265678584 |ref|NR_028889.1| Brevundimonas 

CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

732660 732572 9 94 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
1 RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
ia; Chromatiales; Chromatiaceae; Thiocapsa. 

762064 761976 9 94 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
in NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

765193 765105 9 94 gi|265678536|ref|NR_028840.1| Mitsuokella 
n M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
tes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

788235 788151 9 90 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 


608854 Bacteria_16S 
strain M39 16S ribosomal RNA, partial sequence 


787469 788962 Methylophaga alcalica Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


608854 Bacteria_16S 
strain PR-Nl 16S ribosomal RNA, parti 
Pae 


naphthalenovorans 
naphthalenovorans 


608854 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


608854 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


608854 Bacteria_16S 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


608854 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


608854 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


608854 Bacteria_16S 


strain AS4.0578 1 


koreensis strain 
Bacteria; Firmicu 


608854 Bacteria_16S 
ain ALJD 16S ribosomal RNA, partial se 
Gammaproteobact 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


608854 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


608854 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


algidixylanolytic 
algidixylanolytic 


608854 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


608854 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


608854 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


608854 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


608854 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


608854 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


608854 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


797416 797328 9 94 gi 
Bacteria; Firmicutes; 
831142 831054 9 


Bacillales; 

94 gi 
cteria; Firmicutes; Lactobacillales; 
834186 834098 9 94 gi 


835688 835600 9 94 gi 


7 Zymomonas. 


846342 846254 9 

osomal RNA, partial sequence 
ridia; Clostridiales; 
859885 859797 9 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
877890 877802 9 94 gi 


94 gi 
Clostridiaceae; 
94 gi 


899243 899155 9 94 gi 


tes; Bacillales; Paenibacillaceae; 
902337 902249 9 94 gi 


teria; Proteobacteria; 


908437 908349 9 94 gi 


931670 931582 9 94 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
994952 994864 9 94 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

996508 996420 9 94 
ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; 
1007146 1007058 9 94 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1008609 1008521 9 94 
osomal RNA, partial sequence 


gi 


Granuli 
gi 


gi 


acteria; Alphaproteobacteria; 
1081263 1081175 9 94 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1087336 1087248 9 94 

1 RNA, complete sequence 
laceae; Bacillus. 


gi 


gi 


608854 Bacteria_16S 


1097884 1097796 9 94 gi 


rain 440 16S ribosomal RNA, partial se 
E 


train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


845553 84708 


859076 86059 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
608854 Bacteria_16S 
Y¥C300 16S ribosomal RNA, partial seque 
Pae 


S ribosomal RNA, partial sequence 907717 90916 
Sphingomonadales; Erythrobac 
910008 909920 9 94 gi| 265678438 

in HESP1 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Clo 
924062 923974 9 94 gi| 265678429 
ASv26 16S ribosomal RNA, partial sequence 92324 


acteria; Deltaproteobacteria; Desulfob 
608854 Bacteria_16S 


995703 99724 


1006359 10077 


1007814 10092 


lales; Bacillaceae; Bacillus. 

1046841 1046753 9 94 gi| 265678347 
ain BLx 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Bacillaceae; Cera 

1067946 1067858 9 94 gi| 265678332 

Al-18 16S ribosomal RNA, partial sequence 10672 


Sphingomonadales; 


1080469 10819 


1086532 1088056 Bacil 


265678514 
al sequenc 
nibacillac 
265678492 
quence 

nterococca 
265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 
roteobacte 


265678482 


Clostridiu 
265678472 
; Geobacte 
265678460 


donocardin 
265678445 
nce 89842 


265678443 
quence 


eria; Chro 


265678439 


acterales; 
265678424 
tial seque 
lostridial 
265678381 
al sequenc 
tridiales; 


265678380 
catella. 


265678373 


265678372 


265678322 


265678318 


nibacillus. 


ref |NR_028674.1 


ref |NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028624.1 


ref 
lus 


NR_028620.1 
akibai Bacte 


265678311 


scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


ref|NR_028817.1| Paenibacillus 
e 796606 798156 Paenibacillus 
eae; Paenibacillus. 
ref|NR_028795.1] Enterococcus 
830324 831835 Enterococcus 
ceae; Enterococcus. 
ref|NR_028793.1| Zymomonas mobilis 
ce 833445 834896 Zymomonas mobilis 
hingomonadales; Sphingomonadaceae; 
ref|NR_028792.1| Zymomonas mobilis 
nce 834947 836398 Zymomonas 
ria; Sphingomonadales; 
ref|NR_028785.1| Clostridium scindens 
1 Clostridium scindens Bacteria; 
m. 
ref|NR_028775.1| Geobacter thiogenes 
6 Geobacter thiogenes Bacteria; 
raceae; Geobacter. 
ref|NR_028763.1| Lentzea flaviverrucosa 
3 Lentzea flaviverrucosa Bacteria; 
eae; Actinosynnemataceae; Lentzea. 
ref|NR_028747.1| Paenibacillus 
7 899962 Paenibacillus koreensis 
ref|NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 
matiales; Ectothiorhodospiraceae; 
ref|NR_028741.1| Erythrobacter citreus 
0 Erythrobacter citreus Bacteria; 
teraceae; Erythrobacter. 
ref|NR_028740.1| Clostridium 
909211 910743 Clostridium 
stridiaceae; Clostridium. 
ref|NR_028731.1| Desulfofrigus 
9 924771 Desulfofrigus oceanense 
Desulfobacteraceae; Desulfofrigus. 
ref|NR_028726.1| Clostridium 
nce 930884 932385 Clostridium 
es; Clostridiaceae; Clostridium. 
ref |NR_028683.1| Acidaminobacter 
e 994185 995652 Acidaminobacter 
Clostridiales Family XII. Incertae 
ref|NR_028682.1| Granulicatella elegans 
0 Granulicatella elegans Bacteria; 
ref|NR_028675.1| Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


ref|NR_028613.1 
1097121 109859 
Strepto 


Streptomyces 
9 Streptomyces 
mycineae; 


608854 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


608854 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


608854 Bacteria_16S 


multipartita DSM 


44233 Bacteria; Actinoba 


Nakamurella. 


608854 Bacteria_16S 


DSM 20544 16S rib 


1100862 1100774 9 
riboso 
ridia; 


94 

mal RNA, partial sequence 
Clostridiales; 
1120664 1120576 9 
1 16S r 
roteoba 


gi 


Clostridiaceae; 

94 gi 
ibosomal RNA, partial sequence 
cteria; Deltaproteobacteria; My 


1161485 1161397 9 
44233 1 


94 gi 
6S ribosomal RNA, partial seque 
cteria; Actinobacteridae; Actin 


1164531 1164443 9 
osomal RNA, partial sequence 


94 gi 


228721 
nce 


228720 
1163739 11652 


265678309 
1100149 11015 
Clostridiu 
228716 
11198 
xococcales 


127 


225 


667 


11607 
omycetales 


ref 


m. 
ref 


v 


ref 


’ 


ref 


56 1121404 Anaer 
Cy 


NR_028611.1 


NR_027547.1 
stobacterin 


NR_027604.1 


39 1162206 Nakamu 
Fr 


ankineae; N 


NR_027596.1 


3: 
e 


a 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Nakamurella 
rella multipartita DSM 


kamurellaceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

608854 Bacteria_16S 1255129 1255041 9 94 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

608854 Bacteria_16S 1285119 1285031 9 94 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

608854 Bacteria_16S 1306324 1306236 9 94 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

608854 Bacteria_16S 1309311 1309223 9 94 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

608854 Bacteria_16S 1310784 1310696 9 94 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

608854 Bacteria_16S 1407752 1407664 9 94 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

608854 Bacteria_16S 1419902 1419814 9 94 gi|224581445|ref|NR_027227.1| Bacillus infernus 


strain TH-23 16S 
Firmicutes; Bacil 


608854 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


608854 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


608854 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


608854 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


608854 Bacteria_16S 


strain JCM 9114 1 
Actinobacteria; A 


608854 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


608854 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


608854 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


608854 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


608854 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1435364 1435276 9 94 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1491523 1491435 9 94 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1526071 1525983 9 94 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Lactobacillaceae 
1554905 1554817 9 94 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1575806 1575718 9 94 gi 


en 
ni 


os 


, 


nc 
ai. 


ctinobacteridae; Actinomycetales; Pseudo 


1630671 1630583 9 94 gi 


608854 Bacteria_16S 


strain R5292 16S 


1419106 14206 


224581431 


ce 14345 


14907 


15252 
Lactobac 


219857209 


e 15541 
lus. 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


nocardin 


219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


lales; Bacillaceae; Bacillus. 
1632211 1632123 9 94 gi| 219878455 
143-02 16S ribosomal RNA, partial sequence 16314 


ribosomal RNA, partial sequence 


tridiace 
219857499 


ref 


ref 


ae; 
ref 


alku 
ref 
ref 
eae; 


ref 


ref 


tes; Erysipelotrichi; Erysipelotrichales; Erysipelot 
1636795 1636707 9 94 gi| 219878452 |ref 
omal RNA, partial sequence 1636012 1637452 Bacillus 
laceae; Bacillus. 
1638286 1638198 9 94 gi|219878451|ref 
omal RNA, partial sequence 1637503 1638932 Bacillus 


laceae; Bacillus. 
1651971 1651883 9 94 gi| 219878441 |ref 
s strain LMG 17892 16S ribosomal RNA, partial sequen 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bac 
1682517 1682429 9 94 gi|219878420|ref 


76 1436085 Paeni 
bacillus. 
219846902 
49 1492247 Clost 


89 1526784 Lacto 


24 1555535 Anoxy 


20 1632923 Erysi 


NR_027213.1 
b 


NR_026494.1 
xr 
Clostridium. 
NR_025087.1 
b 
Ss 
NR_024837.1 
b 


NR_024686.1 


Actinosynne 
NR_025595.1 


NR_025594.1 
Pp 
richaceae; E 
NR_025591.1 
soli Bacteri 


NR_025590.1 
vireti Bacte 


NR_025580.1 
ce 165119 
illus. 
NR_025559.1 


13 Bacillus infernus Bacteria; 


Paenibacillus 
acillus antarcticus 


Clostridium 
idium saccharolyticum 


Lactobacillus jensenii 
acillus jensenii 


Anoxybacillus 
acillus ayderensis 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Bacillus 
2 1652677 Bacillus 


Actinomyces oricola 


1681727 1683234 Actinomyces oricola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


608854 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


608854 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


608854 Bacteria_16S 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


608854 Bacteria_16S 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


608854 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


608854 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


608854 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


608854 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


608854 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


608854 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


608854 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


608854 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


608854 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


608854 Bacteria_16S 


aerophilus strain 
aerophilus Bacter 


608854 Bacteria_16S 


strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
608854 Bacteria_16S 
ain CCUG 41710 16S ribosomal RNA, part 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


608854 Bacteria_16S 


azoreducens strai 


1685529 1685441 9 94 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
bosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
lales; Bacillaceae; Bacillus. 

1738944 1738856 9 94 gi|219878382|ref|NR_025521.1]| Actinomyces 
in CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

1767822 1767734 9 94 gi|219878359|ref|NR_025498.1| Sedimentibacter 
ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
tes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 

1788792 1788704 9 94 gi|219878343|ref|NR_025482.1| Blastococcus 
n BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 

1837749 1837661 9 94 gi|219878310|ref|NR_025449.1| Lactobacillus 
in DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1839312 1839224 9 94 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
6S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

1842414 1842326 9 94 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
lales; Bacillaceae; Bacillus. 

1843979 1843891 9 94 gi|219878306|ref|NR_025445.1| Isobaculum melis 


S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 
1857452 1857364 9 94 gi 
bacillales; Carnobacteriaceae; 


1891297 1891209 9 94 gi 


bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
1906139 1906083 9 63 gi 
I/26Corl 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; 
1907641 1907553 9 94 gi 
16S ribosomal RNA, partial sequence 
1910634 1910546 9 94 gi 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1915154 1915066 9 94 gi 
n CM1 16S ribosomal RNA, partial seque 


Sp 


1843183 18446 
Isobacu 


lum. 
219878296 


6S ribosomal RNA, partial sequence 1856650 18581 
Trichoc 


occus. 
219878270 


16S ribosomal RNA, partial sequence 1890504 18919 


1902626 19040 


219878259 
equence 
hi 
219878258 
19068 
no 
219878256 
ia 
e; 


219878252 
nce 19143 


ngobacte 


mycineae 


1 sequen 
Actinomycet 


ref|NR_025435.1 
69 Trichococcus 


ref |NR_025409.1 


lales; Bacillaceae; Bacillus. 

1892818 1892730 9 94 gi| 219878269 |ref|NR_025408.1 
train DSM 11706 16S ribosomal RNA, partial sequence 189204 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1895950 1895862 9 94 gi| 219878267 |ref|NR_025406.1 
6S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 

1901934 1901846 9 94 gi|219878262|ref|NR_025401.1 
ain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 190257 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 

Actinomyces. 
1903415 1903327 9 94 gi|219878261|ref|NR_025400.1 


ref|NR_025398.1 

1905456 190681 
riales; Flexibac 
ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025395.1 
ce 1909867 191128 
ales; Actino 


ref |NR_025391.1 
61 1915860 Paenib 


97 Isobaculum melis Bacteria; 


Trichococcus palustris 


palustris Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Actinomyces 
5 Actinomyces 
mycineae; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Actinomyces 
2 Actinomyces 
mycineae; 


Paenibacillus 
acillus azoreducens 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

608854 Bacteria_16S 1932140 1932052 9 94 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

608854 Bacteria_16S 1939544 1939456 9 94 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

608854 Bacteria_16S 1941084 1940996 9 94 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 1945793 1945705 9 94 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 


strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


608854 Bacteria_16S 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
608854 Bacteria_16S 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


608854 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


608854 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


608854 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


608854 Bacteria_16S 


strain ATCC 35585 


1951941 1951853 9 94 gi 
16S ribosomal RNA, partial sequence 


1954875 1954787 9 94 gi 


Actinomyces. 
1960959 1960871 9 94 gi 
16S ribosomal RNA, partial sequence 


219878227 


no 
219878225 
al 


, 


219878221 


19511 
mycineae 


sequenc 
Actinomy 


19601 


ref|NR_025366.1 
63 1952590 Actin 
; Actinomycetac 
ref |NR_025364.1 
e 1954098 195552 
cetales; Actino 


ref|NR_025360.1 
67 1961603 Vagoc 


O: 
e 


fo} 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Actinomyces 

0 Actinomyces 


mycineae; 


Vagococcus fessus 
ccus fessus Bacteria; 


bacillales; Enterococcaceae; Vagococcus. 
1979132 1979044 9 94 gi|219878209|ref|NR_025348.1| Desulfobacterium 
il 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
2040151 2040063 9 94 gi|219878168|ref|NR_025307.1| Dolosicoccus 
n 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
ria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 
2060281 2060193 9 94 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

608854 Bacteria_16S 2083273 2083185 9 94 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

608854 Bacteria_16S 2103032 2102944 9 94 gi|219878118|ref|NR_025257.1| Desulfonauticus 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
608854 Bacteria_16S 2109037 2108949 9 94 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 2116670 2116586 9 90 gi| 219857657 |ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

608854 Bacteria_16S 2118162 2118074 9 94 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

608854 Bacteria_16S 2127316 2127228 9 94 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 

608854 Bacteria_16S 2137843 2137759 9 90 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
608854 Bacteria_16S 2163430 2163342 9 94 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

608854 Bacteria_16S 2166538 2166450 9 94 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

608854 Bacteria_16S 2169615 2169527 9 94 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

608854 Bacteria_16S 2186289 2186201 9 94 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

608854 Bacteria_16S 2190893 2190805 9 94 gi| 219857605 |ref|NR_025193.1| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

608854 Bacteria_16S 2225554 2225466 9 94 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

608854 Bacteria_16S 2227115 2227027 9 94 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

608854 Bacteria_16S 2285313 2285225 9 94 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 2288213 2288125 9 94 gi|219857540|ref|NR_025128.1| Mesoplasma florum 


strain L1 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


icutes; Entomoplasmatales; 


2287434 2288933 Mesoplasma florum Ll Bacteria; 
Entomoplasmataceae; Mesoplasma. 


AGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTCTGACAACTCTGGAGACAGAGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCATCATTCAGTTGGGCACTCTAGAGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAAACCGCGAG 
GTCAAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTACAGGAGCTAGCCGTCGAAGGTGGGACA 
GATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNAGAGTTTGATCAGGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACGGACAGGAGTGCTTGCACTCCCTGATGTTAGC 
GGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAATATGTTTCACCTCATGGTGAAACAG 
TGAAAGACGGTTCTGCTGTCACTTATAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGT 
GATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGT 
GAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTAAGGGAAGAACAAGTACGTTAGTAACTGAACGTACCTTGACGGTACCTTACCAGAAAGCCACGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTAGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGC 
TCAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGT 
GGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTA 
AGTGTTGGGGGGTTTCCGCCCCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGGGAAGAACCTTACCAAATCTTGACATCCTCTGACAACTCTGGAGACAGAGCGTTCCCCTTCGGGGG 
ACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCATCATTCAGTT 
GGGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGATGG 
TACAAAGGGCAGCAAAACCGCGAGGTCAAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAAT 
CGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTTAGG 
AGCTAGCCGTCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAGGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCGTGCCTAATACATGCAAGTAGAACGCTGAAGGAAGGAGCTTGCTCTTTCCGGAAGAGTTGCGAACGGGT 
GAGTAACGCGTAGGTAACCTACCTTTTAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAGACATTTTACTGCATGGTAAGATGTTAAAAGATGCA 
AATGCATCACTAAGAGATGGACCTGCGTTGTATTAGCTAGTAGGTGAGGTAACGGCTCACCTAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTT 
CGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGAGTGTGAGAGTGGAAAGTTCACACTGTGACGGTAACTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTA 
CGCTTTGGAAACTGTTTAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCT 
CTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGTCCT 
TTCCGGGACTCAGTGCCGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGGTGCCCGTCCTAGAGATAGGATTTTGCTTCGGCACACCGGTGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAG 
ACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCAA 
GTCGGTGACGGCAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCTAAG 
GTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTTCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTGTTGGGGGATAACGCTCGGAAACGGACGCTAATACCGCATA 
CGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTCAGGTAATGGCTCACCAAGGCGACGATCCG 
TAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATC 
CAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACAGAA 
TAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGG 
ATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTTACTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATA 
TAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGTCAACTAGCCGTTGGAAGCCTTGAGCTTTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAGAGATAGAT 
TGGTGCCTTAGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTT 
ACCAGCACGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACAC 
GTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGT 
CGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCT 
AGTCTAACCTCGGGAGGACGGTTACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTCGAGCGGTAGAGAGAAGCTTGCTTCT 
CTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTCCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGC 
AGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGAT 
GATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGT 
GAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTTGCCTAATACGTAACTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCT 
GTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCT 
CAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTG 
GCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAG 
CCGTTGGAAGCCTTGAGCTTTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACAT 
TAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGG 
GCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTA 
CAAAGGGTTGCCAAGCCGCGAGGTGAAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCG 
CGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTCGGGAGGA 
CGGTTACCACGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCA 
AGTCGAACGCTGAACCACTTTCGGGTGGGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGAGGTCTA 
ATACCGGATATCACAATCTCTCGCATGGGGGGTTGTTGAAAGTTCTGGCGGTGCAGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAT 
CTCCACGCTTAACGTGGAGCGTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGA 
ACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGC GAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTT 
GGGCGCTAGGTGTGGGCGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 


608854 Bacteria_16S 
brasilensis strai 
brasilensis Bacte 
608854 Bacteria_16S 
aquimarina strain 
Firmicu 
608854 Bacteria_16S 
viterbiensis stra 
viterbiensis Bacteria; 
608854 Bacteria_16S 

chinjuensis strai 
Firmicu 
608854 Bacteria_16S 
psychrophilus str 
psychrophilus Bac 


Bacteria; 


Bacteria; 


Methylobacter. 


608854 Bacteria_16S 
peptonophila stra 
peptonophila Bacteria; 
608854 Bacteria_16S 

putrefaciens stra 
putrefaciens Bact 
608854 Bacteria_16S 
strain SCH-89 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
608854 Bacteria_16S 


strain MHS-2 16S 


Firmicutes; 


frigidicarnis Bac 


608854 Bacteria_16S 
methoxybenzovoran 
methoxybenzovoran 
608854 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


608854 Bacteria_16S 


selangorensis str 
selangorensis Bac 


608854 Bacteria_16S 


campinasensis str 
campinasensis Bac 


608854 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


608854 Bacteria_16S 


straminisolvens s 
straminisolvens B 


608854 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


608854 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


608854 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


608854 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


608854 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


ribosomal RNA, partial sequence 


2540657 2540569 9 94 
ribosomal RNA, partial sequence 


gi 


2558887 2558799 9 94 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2569535 2569447 9 94 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2572641 2572553 9 94 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2591173 2591085 9 94 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2617427 2617339 9 94 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2643410 2643322 9 94 gi 


gi 


teria; Firmicutes; Bacillales; Paeniba 
2679500 2679412 9 94 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2682574 2682486 9 94 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 


2698836 2698748 9 94 gi 


608854 Bacteria_16S 


2316934 2316846 9 94 gi| 219857518 
n PBl 72 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Paenibacillaceae; P 
2398653 2398565 9 94 gi|219857461 
SW28 16S ribosomal RNA, partial sequence 23978 
tes; Bacillales; Planococcaceae; Sporosarcina. 
2406282 2406194 9 94 gi| 219857456 
in JW/MS-VS5 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clo 
2432178 2432090 9 94 gi| 219857436 
n WN9 16S ribosomal RNA, partial sequence 24314 
tes; Bacillales; Paenibacillaceae; Paenibacillus 
2439783 2439695 9 94 gi| 219857428 
ain Z-0021 16S ribosomal RNA, complete sequence 
teria; Proteobacteria; Gammaproteobacteria; Meth 
2452023 2451935 9 94 gi| 219857418 
in KCTC 9740 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Thermoactinomyceta 
2463995 2463907 9 94 gi|219857407 
in DSM 1291 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Clo 
2536564 2536476 9 94 gi| 219857353 


2535834 25371 
YP 


2539981 25412 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
608854 Bacteria_16S 
strain SR12 16S r 
Clost 
608854 Bacteria_16S 
frigidicarnis str 


YP 


2558106 25596 
Eu 


se 
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al 
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ci 
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ce 


se 
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sequence 
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Ss. 
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stri 


10 2432897 Paeni 


yloc 


ceae 


stri 


ostr 


Ss; 


79 2591887 Enter 


e 2616635 26181 
ceae 


ibac 


Clos 


lus 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacterium. 


ref|NR_025106.1 

2316148 231753 
bacillus. 
NR_025049.1 
s 


Paenibacillus 
1 Paenibacillus 
ref Sporosarcina 
arcina aquimarina 


ref|NR_025044.1 

2405537 240701 
diaceae; Cal 
NR_025024.1 
b 


Caloramator 
6 Caloramator 
oramator. 
Paenibacillus 
acillus chinjuensis 


ref 


ref|NR_025016.1 
2438995 244052 
occales; Met 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


ref|NR_025006.1 
2451243 245274 

; Seinonella 
ref|NR_024995.1 
2463226 246471 
diaceae; Clo 
NR_024941.1 


Seinonella 
3 Seinonella 


Clostridium 
2 Clostridium 
stridium. 


ref Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
ceae 


; Hyphomonas 
NR_024938.1 


ref Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
ceae 


; Hyphomonas. 


ref|NR_024926.1| Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 
bacterium. 


ref|NR_024919.1 

2568768 257024 
idiaceae; Cl 
ref|NR_024917.1 
2571864 257337 
Clostridiacea 
ref|NR_024905.1 
° 


Clostridium 

8 Clostridium 

ostridium. 

Clostridium 

7 Clostridium 

e; Clostridium. 
Enterococcus cecorum 
coccus cecorum Bacteria; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 
Paenibacillus 

1 Paenibacillus 


ref |NR_024885.1 
2 

; Paralactob 
ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref |NR_024831.1 
2678696 268021 
illus. 
ref |NR_024829.1 
2681812 268325 
tridiaceae; 
NR_024817.1 
asahii Bacte 


Lentibacillus 
9 Lentibacillus 


Clostridium 

8 Clostridium 
Clostridium. 

Bacillus asahii strain 
ria; Firmicutes; 


ref 


laceae; Bacillus. 
2704921 2704833 9 94 gi|219857185|ref|NR_024813.1| Lactobacillus 
n JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
2716882 2716798 9 90 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 


ammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
2726052 2725964 9 94 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
lales; Bacillaceae; Bacillus. 
2755775 2755687 9 94 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
rmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
2866575 2866487 9 94 gi|219856880|ref|NR_024699.1| Marinobacterium 


2865789 2867305 Marinobacterium 


608854 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 
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naganoensis strai 
naganoensis Bacte 


608854 Bacteria_16S 


strain JCM9731 16 
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strain JCM 6484 1 
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Marinobacterium. 
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ABE-1 16S ribosomal RNA, partial sequence 
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Firmicutes; Bacil 
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Bacteria; Firmicu 
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608854 Bacteria_16S 
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Clostridia; Clost 
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sartagoforme stra 
sartagoforme Bact 
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Firmicutes; Lacto 
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tabacinasalis Bac 
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teria; Firmicutes; Lactobacillales; Ae 
3052203 3052115 9 94 gi 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
3070297 3070209 9 94 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 
3088372 3088284 9 94 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3089922 3089834 9 94 gi 
ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3110774 3110686 9 94 gi 
BT 16S ribosomal RNA, partial s 
a; Firmicutes; Clostridia; Clos 
3124463 3124375 9 94 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


strain 
Bacteri 


3157731 3157643 9 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3165237 3165149 9 94 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 


94 gi 


Lactobac 
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3040796 30422 
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se 


ro 


’ 
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al 
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ia 
rn 


eq 
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complete sequence 3051418 30529 
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219846817 
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Desulfov 
quence 
coccacea 
Pelobact 
30695 
sequence 
diales; 


1 sequen 
obacteri 


uence 
idiales; 


sequence 
ia; Rhiz 


uence 
s; Lachn 


lus. 


219846790 


sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 


ref 


e; 
ref 


erac 
ref 
ref 


Clos 
ref 


ref 
obia 
ref 
ospi 


ref 


ref 


onaceae; 


3046902 30484 
Facklamia. 


eae; 


3087607 30890 
tridiaceae; 


e; Granulic 
3110031 31114 
Pep 


3123738 31251 


les; 


3156952 31584 


raceae. 


Ww 


NR_026486.1 
95 Desulfovibrio 
ibri 
ref 


De 
NR_026482.1 


NR_026479.1 
42 Malonomonas rubra Bacteria; 
Malono: 
NR_026467.1 
11 3070973 Vagoc 


NR_026455.1 


NR_026454.1 
ce 3089141 30905 
acea 


ref|NR_026440.1 
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NR_026431.1 


Hyphomi 
NR_026409.1 
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45 Lactobacillus 
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196654 3198070 Sandaracinobacter 
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2872853 2872765 9 94 gi|219856876|ref|NR_024695.1| Bacillus niacini 
6S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
lales; Bacillaceae; Bacillus. 

2874443 2874355 9 94 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
n ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
ria; Firmicutes; Bacillales; Pullulanibacillus. 

2880730 2880642 9 94 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
lales; Bacillaceae; Bacillus. 

2886701 2886613 9 94 gi|219856865|ref|NR_024684.1| Eubacterium 
in JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
eria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2888227 2888139 9 94 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
6S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2933795 2933707 9 94 gi|219856834|ref|NR_024653.1| Marinobacterium 

IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
2960888 2960804 9 90 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
ia; Alteromonadales; Colwelliaceae; Colwellia. 

2983886 2983798 9 94 gi|219846934|ref|NR_026526.1| Bacillus vedderi 
bosomal RNA, partial sequence 2983106 2984583 Bacillus vedderi Bacteria; 
lales; Bacillaceae; Bacillus. 

3002223 3002135 9 94 gi|219846922|ref|NR_026514.1| Brevibacillus 
n BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
tes; Bacillales; Paenibacillaceae; Brevibacillus. 

3009730 3009642 9 94 gi|219846917|ref|NR_026509.1| Lactobacillus 

TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

3032404 3032316 9 94 gi|219846901|ref|NR_026493.1| Clostridium indolis 
somal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Clostridium. 

3036975 3036887 9 94 gi|219846898|ref|NR_026490.1| Clostridium 
in DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3041573 3041485 9 94 gi|219846895|ref|NR_026487.1| Facklamia languida 


68 Facklamia languida Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Facklamia 
3 Facklamia 


Malonomonas rubra 


monas . 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Natronincola 

0 Natronincola 
Natronincola. 
Granulicatella 
3 Granulicatella 
tella. 
Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Desulfotomaculum 
6 Desulfotomaculum 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Sandaracinobacter 


sibiricus Bacteria; Proteobacteria; Alphaproteobacteria 
Sandaracinobacter. 
608854 Bacteria_16S 
ATCC19120 16S ribosomal RNA, partial sequence 
Bacillales; Listeriaceae; Listeria. 

608854 Bacteria_16S 3254622 3254534 9 
strain DSM 43067 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
608854 Bacteria_16S 
strain DSM 3662 1 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
608854 Bacteria_16S 3277315 3277227 9 94 gi 
fimetarium strain DSM 8238 16S ribosomal RNA, partial s 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridia 
608854 Bacteria_16S 3290946 3290862 9 90 gi 


3245769 3245681 9 94 gi 


94 gi 


Stre 
3274287 3274199 9 


94 gi 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
608854 Bacteria_16S 3300163 3300079 9 90 gi 
sulfidovorans strain RB-1 16S ribosomal RNA, partial se 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobact 
Methylophaga. 
608854 Bacteria_16S 3312276 3312188 9 94 
strain BN6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
608854 Bacteria_16S 3315354 3315298 9 63 gi 
strain Z-7692 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirocha 
608854 Bacteria_16S 3318403 3318347 9 63 gi 
strain Z-7591 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirocha 
608854 Bacteria_16S 3330580 3330492 9 94 gi 
strain DSM 43040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 3332108 3332020 9 94 gi 
strain DSM 43039 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 3379375 3379291 9 90 gi 
termitidis strain DSM 5308 16S ribosomal RNA, partial s 
termitidis Bacteria; Proteobacteria; Deltaproteobacteri 
Desulfovibrio. 
608854 Bacteria_16S 3412769 3412681 9 94 gi 
strain NCTC 10951 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
608854 Bacteria_16S 3414233 3414145 9 94 gi 
strain CIP 103259 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
608854 Bacteria_16S 3478808 3478720 9 94 gi 


gi 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 34794 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
608854 Bacteria_16S 3480258 34801709 94 gi 
denticolens strain NCTC 11490 16S ribosomal RNA, partia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; Actinomyces. 

608854 Bacteria_16S 3481736 3481648 9 94 gi 
strain NCTC 11636 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
608854 Bacteria_16S 3489436 3489348 9 94 gi 
strain DSM 7345 1 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
608854 Bacteria_16S 3521172 3521084 9 94 gi 
acidigallici strain DSM 2377 16S ribosomal RNA, partial 
acidigallici Bacteria; Proteobacteria; Deltaproteobacte 
Pelobacter. 
608854 Bacteria_16S 
strain DSM 6736 1 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
608854 Bacteria_16S 3534801 3534713 9 94 gi 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial s 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bac 


3528782 3528694 9 94 gi 


3244997 32464 


16S ribosomal RNA, partial sequence 3253877 32553 


6S ribosomal RNA, partial sequence 3273522 32749 


3311548 33129 


3314589 33160 


3317638 33191 


16S ribosomal RNA, partial sequence 3329815 33312 


16S ribosomal RNA, partial sequence 3331343 33328 


6S ribosomal RNA, partial sequence 3488653 34901 


6S ribosomal RNA, partial sequence 3528019 35294 


v 


219846757 


219846751 


ptosporang 


219846738 


Eubacteriu 
219846736 
equence 

les; Eubac 
219846727 


mM. 


anthomonad 
219846721 
quence 
eria; Thio 
219846712 


Sphingomon 
219846710 


eta. 
219846708 


eta. 
219846698 


omonospori 
219846697 


omonospori 
219846663 
equence 

a; Desulfo 


219846636 
34120 
nomycineae 
219846635 
34134 
nomycineae 
219846590 


’ 


’ 


nomycineae; 


219846589 
1 sequence 
Actinomyc 


219846588 
34809 
nomycineae; 
219846583 

; Desulfur 
219846562 
sequence 

ria; Desul 


219846557 


Clostridiu 
219846553 
equence 
illaceae; 


mM. 


608854 Bacteria_16S 3537926 3537838 9 94 gi 


219846551 


Sphingomonadales; 


ref 
22 Listeria grayi Bacteria; Firmicutes; 


ref 
21 Actinomadura 
inea 


ref 
95 Eubacterium callanderi Bacteria; 


ref 
3276555 32780 
teri 
ref 
68 Xanthomonas oryzae Bacteria; 
acea 
ref 
3299393 33008 
tric 


ref 
85 Sphingobium xenophagum Bacteria; 
adac 
ref 
62 Spirochaeta africana Bacteria; 


ref 
06 Spirochaeta asiatica Bacteria; 


ref 
92 Pilimelia terevasa Bacteria; 
neae; 
ref 
10 Pilimelia anulata Bacteria; 
neae 
ref = 
3378593 33800 
vibr 


ref 
06 3413422 Actin 


Ac 


ref 
73 3414913 Actin 


Ac 


ref 
43 Actinomyces georgiae Bacteria; 


Ac 


ref 
3479494 3 
etal 


ref 
66 3482380 Actin 


Ac 


ref 
25 Desulfuromusa 
omon 
ref 


3 


ref 
95 Clostridium quinii Bacteria; 


520389 3 
furo 


NR_026349.1 


NR_026343.1 


e; Thermomo 


NR_026330.1 


NR_026328.1 


aceae; Acet 
NR_026319.1 


e; Xanthomo 
NR_026313.1 
7 
hales; Pisc 
NR_026304.1 


eae; Sphing 
NR_026302.1 


NR_026300.1 


NR_026290.1 


; Micromonos 
NR_026289.1 
; Micromonos 
NR_026255.1 
9 
ionales; Des 
NR_026228.1 
fo) 
tinomycetace 
NR_026227.1 
fo) 
tinomycetace 
NR_026182.1 


tinomycetace 
NR_026181.1 
48091 
es; Actinomy 
NR_026180.1 
fo} 
tinomycetace 
NR_026175.1 
adaceae; Des 
NR_026154.1 
52188 
monadales; P 


NR_026149.1 


3 


fo} 


n 


i 


fo) 


Sphingomonadaceae; 


Listeria grayi strain 


Actinomadura madurae 


madurae Bacteria; 
n 


osporaceae; 


Eubacterium callanderi 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Xanthomonas oryzae 


as. 
Methylophaga 

9 Methylophaga 

rickettsiaceae; 


Sphingobium xenophagum 


bium. 
Spirochaeta africana 


Spirochaeta asiatica 


Pilimelia terevasa 


poraceae; Pilimelia. 
Pilimelia anulata 


poraceae; Pilimelia. 
Desulfovibrio 

8 Desulfovibrio 

ulfovibrionaceae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Actinomyces georgiae 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Pelobacter 

2 Pelobacter 
elobacteraceae; 


Clostridium quinii 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 


608854 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


608854 Bacteria_16S 
DSM 6307 16S ribosomal RNA, 


Bacillales; Bacil 


608854 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


608854 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


608854 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


608854 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


608854 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


608854 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


608854 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


608854 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


608854 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


608854 Bacteria_16S 
hansonii strain AM6 16S rib 


Bacteria; Proteob 


608854 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


608854 Bacteria_16S 


philippinensis st 
philippinensis Ba 


lales; Bacillaceae; 


lales; Bacillaceae; 


6S ribosomal RNA, 


lales; Bacillaceae; 


Bacillus. 


laceae; 


acteria; 


ridia; 


cteria; Firmicutes; 


Actinomyces. 


cteria; 


ridia; 


rain P-15 
cteria; Ac 


Micromonosporaceae; Actinoplanes. 


608854 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


ibosomal RNA, 
ridia; 


608854 Bacteria_16S 
sporothermodurans strain M215 16S ribosomal RNA, partial 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; 
608854 Bacteria_16S 


3539495 3539407 9 
6S ribosomal RNA, partial sequence 3538695 35402 
Bacillus. 
3542624 3542536 9 
6S ribosomal RNA, partial sequence 3541838 35433 
Bacillus. 
3544178 3544090 9 


3545734 3545646 9 
complete sequence 


3583650 3583562 9 
train BVP 16S ribosomal RNA, partial sequence 
Firmicutes; 
3596008 3595920 9 
ibosomal RNA, partial sequence 

Clostridiales; 
3599089 3599001 9 
rain DSM 5628 16S ribosomal RNA, partial 
Clostridia; 
3602223 3602135 9 
in BM 1192/5 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


3632282 3632194 9 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 
3649001 3648913 9 
n OR2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Methylococcales; M 
3650540 3650452 9 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
3652081 3651993 9 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; Methylococc 
3662818 3662734 9 
rain ACAM 179 16S ribosomal RNA, partial 
Proteobacteria; 
3693188 3693100 9 


Clostridiales; 
3714163 3714075 9 


3720166 3720078 9 
complete sequence 

Clostridiales; 
3723272 3723184 9 


3761860 3761772 9 


94 


94 


94 


complete sequence 3543393 35448 
Bacillus. 


94 


94 


Clostridia; 


94 


Clostridiaceae; 


94 


94 


94 


94 


94 


94 


90 


94 


osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Methylococcales; M 
3711196 3711108 9 
I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


94 


94 


16S ribosomal RNA, partial sequence 
tinobacteria; Actinobacteridae; 


94 


Clostridiaceae; 


94 


94 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
608854 Bacteria_16S 


3791847 3791759 9 


94 


strain 19L 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


608854 Bacteria_16S 


strain S51-W 16S 


funditum strain p 
Bacteria; 


Firmicutes; 
608854 Bacteria_16S 


icutes; Acholeplasmatales; Acholeplasmat 
3796379 3796295 9 
ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 
608854 Bacteria_16S 


3811569 3811481 9 
£3 16S ribosomal RNA, partial sequence 
Lactobacillales; Carnobacteriaceae; 


3831481 3831393 9 


90 


94 


94 


Gammaproteobacteria; Alt 


gi| 219846550 


gi|219846548 


gi| 219846547 


gi|219846546 
3544949 35464 
gi|219846520 
Clostridiales; 

gi|219846511 

3595254 35967 
Clostridiu 
219846508 
sequenc 
Clostridiales; C 

gi| 219846505 
sequence 


gi 


gi|219846484 
3631486 36329 
Geobacte 
219846472 
36482 


gi 
gi|219846471 
3649747 36512 


gi|219846470 
3651286 36527 


219846463 
sequenc 


gi 


219846442 
36924 


gi 


219846429 
37104 


gi 


gi| 219846427 


gi| 219846422 
3719395 37209 


219846419 
sequence 


gi 


gi|219846391 
3761076 37625 
Geobacte 
gi| 219846369 
3791066 37925 


gi| 219846366 
3795600 37970 


219846355 
38107 


gi 


219846341 


Actinomycetales; 


Clostridium. 


Actinomycetales; 


aceae; Acholeplasma. 


Carnobacterium 


ref|NR_026142.1 
15 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026138.1 
54 Bacillus 


Clostridiaceae; 
ref|NR_026103.1 


mM. 
ref|NR_026100.1 
e 3598328 359982 


ref |NR_026097.1 
3601450 360294 


ref|NR_026076.1 
raceae; Geobacte 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026020.1 
25 3711931 Clostr 


ref |NR_026018.1 
3713443 371485 
Micro 


ref|NR_026013.1 


ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_025982.1 


raceae; Geobacte 
ref|NR_025960.1 
55 Acholeplasma 
ref|NR_025957.1 
Colwellia. 


ref |NR_025946.1 
56 3812276 Carnob 


ref|NR_025931.1 


gi 


cohnii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Clostridium 
5 Clostridium 
Clostridium. 
Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
6 Clostridium 


lostridiaceae; Clostridium. 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


Tis 
Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Colwellia 

6 Colwellia 
lwelliaceae; Colwellia. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 

Clostridium septicum 
idium septicum Bacteria; 


Actinoplanes 
3 Actinoplanes 


monosporineae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 
Clostridium. 


Bacillus 
9 Bacillus 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


Ls 
Acholeplasma oculi 


oculi Bacteria; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Carnobacterium 
acterium funditum 


Ruminococcus 


flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 


Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Ruminococcaceae; 


Ruminococcus. 


608854 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


608854 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


608854 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


608854 Bacteria_16S 


cellulolyticus st 


cellulolyticus Ba 
608854 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


608854 Bacteria_16S 
adiacens strain G 


adiacens Bacteria 


608854 Bacteria_16S 


strain 25-4 16S r 
Proteobacteria; 


chungwhensis stra 
chungwhensis Bact 


608854 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


608854 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; Clost 


608854 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


608854 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


608854 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


608854 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


608854 Bacteria_16S 
16S ribosomal RNA, partial sequence 4065569 40 


strain SEBR 2582 


Proteobacteria; D 


608854 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


608854 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


608854 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


608854 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


608854 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


608854 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


G 
608854 Bacteria_16S 


3832909 3832821 9 94 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
3834369 3834285 9 90 gi 


ridiales; Ruminococcaceae; Ruminococcu 
3850969 3850881 9 94 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


Ss. 


ti 
di 


3852478 3852390 9 94 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3904640 3904552 9 94 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
3932177 3932089 9 94 gi 
IFU 12706 16S ribosomal RNA, complete 
; Firmicutes; Lactobacillales; Carnoba 

3999852 3999796 9 63 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
4004375 4004287 9 94 gi 
in BH030062 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
4020953 4020865 9 94 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


qu 
ti 
il 


se 
ct 


an 


s 
ea 


ue 
a; 
4025457 4025369 9 


94 gi 


219846340 
R 
219846339 
somal RNA, partial sequence 3833603 3835009 Rumin 


219846328 


219846327 
id 
219846292 
219846272 
219846225 
3999120 40005 


219846222 


219846209 


219846206 
6S ribosomal RNA, partial sequence 4024698 40261 


38321 
uminococ 


al seque 
a; Clost 


ence 


iales; R 


al seque 
laceae; 


quence 
eriaceae 


’ 


thomonad 


equence 
e; Ponti 


nce 


669 


ref 


ref 
nce 
ridi 

ref 
umin 

ref 
nce 


Paen 
ref 


ref 


baci 
ref 


Alteromonad 


ref 


cus albus 7 


38502 


ales; Rumin 


3851732 38531 
ococcaceae; 


39038 
ibacillus. 


3931373 39327 
Granulicatell 


e; Silanimo 


4003594 40050 
llus. 


4020178 40216 
ales; Alter 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

4036227 4036139 9 94 gi|219846199|ref|NR_025789.1 
SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
acteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 

4042223 40421359 94 gi|219846195|ref|NR_025785.1 

ribosomal RNA, partial sequence 4041510 40429 
lales; Bacillaceae; Bacillus. 

4057199 4057115 9 90 gi|219846182|ref|NR_025772.1 
TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microb 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

4064833 4064745 9 94 gi|219846176|ref|NR_025766.1 
S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 

4066358 4066270 9 94 gi|219846175|ref|NR_025765.1 


84 Desulfovibrio 


NR_025930.1 
73 3833552 Rumin 
cus. 
ref 
ococ 


NR_025929.1 


NR_025918.1 


NR_025917.1 


NR_025882.1 


NR_025862.1 


NR_025815.1 
01 Silanimonas lenta Bacteria; 
acea 


ref|NR_025812.1 


NR_025799.1 


NR_025796.1 
32 Clostridium jejuense Bacteria; 


fo} 


1 
° 


9 


3 


vi 


o@ 


n 


2 


7 
° 


Ruminococcus bromii 
coccus bromii Bacteria; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Paenibacillus 
4 3905341 Paenibacillus 


Granulicatella 
8 Granulicatella 


Silanimonas lenta 


as. 
Pontibacillus 
0 Pontibacillus 


Marinobacter 
2 Marinobacter 
monadaceae; 


Clostridium jejuense 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Microbulbifer 

ulbifer maritimus 
Microbulbifer. 
Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 
Desulfovibrio longus 
longus Bacteria; 


eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

4078439 4078351 9 94 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
ia; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

4083133 4083045 9 94 gi|219846164|ref|NR_025754.1| Paenibacillus 
2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
a; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

4095196 4095108 9 94 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
osomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

4102572 4102484 9 94 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 

ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
lales; Bacillaceae; Bacillus. 

4105570 4105482 9 94 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

4107104 4107016 9 94 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
ibosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

4163895 4163807 9 94 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4171508 4171420 9 94 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 


bacillales; Enterococcaceae; Vagococcus. 


608854 Bacteria_16S 4174576 4174488 9 94 gi|219846097|ref|NR_025687.1| Mesoplasma 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
608854 Bacteria_16S 4180729 4180641 9 94 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

608854 Bacteria_16S 4206370 4206282 9 94 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

608854 Bacteria_16S 4221680 4221592 9 94 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

608854 Bacteria_16S 4238234 4238146 9 94 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

608854 Bacteria_16S 4239740 4239652 9 94 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 

608854 Bacteria_16S 131165 131110 9 62 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 


strain BAL-1 16S ribosomal RNA, complete sequence 


130392 13190 


2 Chrysiogenes 


arsenatis Bacteria; 


Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

608854 Bacteria_16S 132753 132698 9 62 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

608854 Bacteria_16S 182880 182825 9 62 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 


strain 6VI 16S ribosomal RNA, partial sequence 


182124 18361 


2 Clostridium irregulare Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 417559 417504 9 62 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
608854 Bacteria_16S 506670 506583 9 94 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

608854 Bacteria_16S 537073 537018 9 62 gi|265678694|ref|NR_028999.1| Caminibacter profundus 


strain CR 16S ribosomal RNA, partial sequence 


536318 53780 


2 Caminibacter 
Caminibacter. 


Proteobacteria; E 


psilonproteobacteria; Nautiliales; Nau 


tiliaceae; 


profundus Bacteria; 


608854 Bacteria_16S 620506 620451 9 62 gi|265678638|ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
608854 Bacteria_16S 746171 746116 9 64 gi| 265678549 |ref|NR_028853.1| Acinetobacter tandoii 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter tandoii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

608854 Bacteria_16S 747546 747491 9 64 gi|265678548|ref|NR_028852.1| Acinetobacter gerneri 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

608854 Bacteria_16S 748921 748866 9 64 gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter bouvetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

608854 Bacteria_16S 750296 750241 9 64 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

608854 Bacteria_16S 1624658 1624603 9 62 gi|219878460|ref|NR_025599.1| Belliella baltica 
strain BA134 16S ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

608854 Bacteria_16S 1769311 1769256 9 62 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 


strain 525 16S ribosomal RNA, partial sequence 


1768558 17700 


21 Nautilia lithotrophica Bacteria; 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

608854 Bacteria_16S 1814876 1814821 9 62 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

608854 Bacteria_16S 2032443 2032388 9 62 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

608854 Bacteria_16S 2676461 2676406 9 62 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 


strain Pd55 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nauti 


2675717 26771 


liaceae; Lebetimonas. 


608854 Bacteria_16S 2722962 2722907 9 62 gi 
pomorum strain 3A 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Al 


219857173 


ref 


NR_024801.1 


47 Lebetimonas acidiphila Bacteria; 


Alicyclobacillus 


2722161 2723688 Alicyclobacillus pomorum 


icyclobacillus. 


608854 Bacteria_ 


sendaiensis strai 
sendaiensis Bacte 
608854 Bacteria _1 
cycloheptanicus s 
cycloheptanicus B 
608854 Bacteria _1 


herbarius strain 
Bacteria; 


strain NR-27 16S 
Bacteroidetes; 


Bacteria; 


Proteobacteria; 


strain TCl 16S ri 
Proteobacteria; 


elongatus strain 
Bacteria; 


Bacteria; 


strain KB740 16S 
Proteobacteria; 


Firmicu 
608854 Bacteria 1 


Sp 
608854 Bacteria _1 
restrictus strain 
restrictus Bacter 
608854 Bacteria 1 
vulcanalis strain 
Firmicu 
608854 Bacteria 1 
strain CTCBS1 16S 
G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partia 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chloro 
608854 Bacteria_16S 


Proteob 
608854 Bacteria_16S 
wiegelii strain R 
Firmicu 
608854 Bacteria_16S 


B 


16S 2729142 2729087 9 62 gi 


6S 2786007 2785952 9 62 gi 


6S 2787587 2787532 9 62 gi 
tes; Bacillales; Alicyclobacillaceae; 
6S 3218407 3218352 9 62 gi 
ribosomal RNA, partial sequence 
hingobacteria; 
6S 3665938 3665852 9 94 gi 
Firmicutes; Clostridia; 
4048338 4048283 9 


ia; 


6S 62 gi 


tes; Bacillales; Alicyclobacillaceae; 
6S 44586 44500 9 92 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 


59859 59777 9 88 gi 
bosomal RNA, partial sequence 


76394 76306 9 94 gi 


99114 99056 9 65 gi 


105253 105167 9 92 gi 


tes; Clostridia; 
157079 157017 9 69 
ribosomal RNA, partial sequence 


gi 


189116 189027 9 94 gi 


aminovalericum strain DSM 1283 16S ribosomal RNA, parti 


aminovalericum Ba 


608854 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


608854 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


608854 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


608854 Bacteria_16S 
s strain NRRL B-12234 16S ribosomal RN 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


608854 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


608854 Bacteria_16S 
16S ribosomal RNA, partial sequence 866725 86827 


strain CFBP 4188 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
608854 Bacteria_16S 905349 905263 9 92 gi| 265678441 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 90455 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacter 
Thermoanaerobacter. 

608854 Bacteria_16S 1312321 1312239 9 88 gi| 228721465 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 

pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xant 
Xanthomonas. 

608854 Bacteria_16S 1382359 1382273 9 92 gi| 228717104 


strain 08145 16S 


Proteobacteria; G 


608854 Bacteria_16S 


strain B-10-31 16 


cteria; Firmicutes; Clostridia; Clostr 
285162 285080 9 88 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
366926 366840 9 92 gi 
rain F23 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


386694 386640 9 61 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
656866 656804 9 69 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1412314 1412232 9 88 gi 
S ribosomal RNA, partial sequence 


n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 


train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 


CP-1 16S ribosomal RNA, partial sequen 


321 
Sphingobacteriales; Fla 


PER-K23 16S ribosomal RNA, partial se 
Clostridia 


CsHg2 16S ribosomal RNA, partial sequ 


43805 


59080 
ammaproteobacteria; Xanthomonadales; X 


FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


t8.Bl 16S ribosomal RNA, partial seque 
Thermoanaerobacterale 


156293 15781 
etaproteobacteria; Rhodocyclales; Rhod 
608854 Bacteria_16S 


s Bacteria; Actinobacteria; Actinobacteridae; Ac 
; Streptomyces. 
832694 832606 9 94 gi| 265678491 
n 330 16S ribosomal RNA, partial sequence 83188 
tes; Lactobacillales; Enterococcaceae; Enterococ 
867524 867442 9 88 gi| 265678467 


1381574 13830 


219857168 
quence 
acillaceae 
219857126 
ial sequen 
clobacilla 
219857125 
ce 27867 
Alicycloba 
219846775 
7640 32191 
mmeovirgac 
219846461 
quence 
les; Pepto 
219846188 
ence 40475 
Alicycloba 
265679034 
45323 
Halomonad 
265679024 
60579 
anthomonad 
265679013 
1 sequence 
biales; Ch 
265678997 
98328 
acterales; 
265678993 
nce 10448 
s; Thermoa 
265678958 


ocyclaceae 
265678937 
al sequenc 
idiales; C 
265678870 
ence 28438 
acterales; 
265678810 
quence 

teria; Alt 


265678797 

38592 
nadales; S 
265678612 
A, partial 


diomarinac 


ref 


La 
ref 


ref 


2728379 27298 
Al 


ce 2785219 27867 
ceae 


86 2788314 Alicy 


NR_024796.1 


icyclobacil 
NR_024754.1 
; Alicyclob 
NR_024753.1 


1 
1 


3 
a 


Cc 


Alicyclobacillus 
6 Alicyclobacillus 
us. 

Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 


lobacillus herbarius 


cillus. 
ref|NR_026367.1| Thermonema rossianum 
04 Thermonema rossianum Bacteria; 
eae; Thermonema 
NR_026053.1 
3665143 366662 
coccaceae; Dehal 
ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 
aceae; Carnimonas. 
ref |NR_029332.1| Xanthomonas theicola 
Xanthomonas theicola Bacteria; 
aceae; Xanthomonas. 
ref |NR_029321.1] Chlorobaculum 
75652 77039 Chlorobaculum 
lorobiaceae; Chlorobaculum. 
ref|NR_029305.1] Desulfobulbus 
99781 Desulfobulbus elongatus 
Desulfobulbaceae; Desulfobulbus. 
ref |NR_029301.1| Thermoanaerobacter 
6 105949 Thermoanaerobacter wiegelii 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_029266.1| Azoarcus evansii 
8 Azoarcus evansii Bacteria; 
; Azoarcus. 
ref|NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029115.1 
366150 367594 
eromonadales; Id 


Dehalobacter 
8 Dehalobacter 
obacter. 
Alicyclobacillus 
lobacillus vulcanalis 


’ 


Clostridium 
Clostridium 
lostridium. 
Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 
Idiomarina 
Idiomarina 
iomarinaceae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Streptomyces 

657614 Streptomyces 
treptomycineae; 


ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_028917.1 
sequence 656132 
tinomycetales; S 


ref|NR_028794.1 
6 833394 Entero 
cus. 
ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
aceae; Xanthomonas. 

ref|NR_028743.1| Thermoanaerobacter 
8 906118 Thermoanaerobacter 

ales; Thermoanaerobacteraceae; 


Enterococcus 
coccus moraviensis 


’ 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 08145 Bacteria; 
eae; Idiomarina 


224581450 


ref|NR_027234.1| Algicola sagamiensis 


1411537 1413034 Algicola sagamiensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 


608854 Bacteria_ 


strain U120 16S 
Proteobacteria; 


608854 Bacteria_ 


strain SW32 16S 
Proteobacteria; 


608854 Bacteria_ 
la 

Thermoanerobacter brockii subsp. 
Thermoanaerobacte 
608854 Bacteria_ 


brockii subsp. 


strain KMM 227 1 
Proteobacteria; 


608854 Bacteria_ 


strain OSBAC1 16 
Proteobacteria; 


608854 Bacteria_ 


kellyi strain BI 
Bacteria; 


608854 Bacteria_ 


strain CCUG 3081 
Bacteria; 


608854 Bacteria_ 


strain MF63 16S 
Proteobacteria; 


608854 Bacteria_ 
alkaliphilum stra 


Bacteria; Firmic 


608854 Bacteria_ 
16S ri 


strain CKB 
Proteobacteria; 
608854 Bact 
strain IFO 13911 
Actinobacteria; 

608854 Bact 
strain IFO 14915 
Actinobacteria; 

608854 Bact 
strain IFO 12512 
Actinobacteria; 


608854 Bacteria_ 


consettensis str 
consettensis Bac 
Micromonosporace 


608854 Bacteria_ 


strain ATCC 3361 
Bacteria; Proteo 


608854 Bacteria_ 


sulfurophilus st 
sulfurophilus Ba 
Thermoanaerobact 


608854 Bacteria_ 


strain DSM 12081 
Proteobacteria; 


608854 Bacteria_ 


strain LMG 8678 
Proteobacteria; 


608854 Bacteria_ 


strain LMG 947 1 
Proteobacteria; 


608854 Bacteria_ 


strain LMG 673 1 
Proteobacteria; 


608854 Bacteria_ 


vesicatoria stra 
vesicatoria Bact 
Xanthomonas. 


608854 Bacteria_ 


strain LMG 690 1 
Proteobacteria; 


608854 Bacteria_ 


strain LMG 733 1 


Proteob 


Proteob 


eria_ 


eria_ 


eria_ 


16S 1465705 1465643 9 69 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhod 
16S 1483934 1483848 9 92 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 1506360 1506274 9 92 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; Thermo 
1547442 1547356 9 92 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; I 
16S 1708563 1708477 9 92 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chro 
16S 2424836 2424774 9 69 gi 
I-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
16S 2445920 2445834 9 92 gi 
1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
16S 2500139 2500077 9 69 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhod 
16S 2527448 2527366 9 88 gi 
in S1 16S ribosomal RNA, partial seque 
utes; Clostridia; Clostridiales; Peptoc 
16S 2618949 2618887 9 69 gi 
bosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhod 
16S 2800937 2800875 9 69 gi 


gi 


rales; 
16S 


Actinobacteridae; Actinomycetales; Micr 
16S 2802458 2802396 9 69 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 2803979 2803917 9 69 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 2807023 2806961 9 69 gi 
in IFO 14913 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae 
ae; Actinoplanes. 

16S 2857350 2857268 9 88 gi 
6 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Xanthomo 
16S 3083949 3083863 9 92 gi 
rain L-64 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Thermoa 
er. 

16S 3113830 3113768 9 
16S ribosomal RNA, complete sequence 
Betaproteobacteria; Rhodocyclales; Rhod 
16S 3183467 3183385 9 88 gi 
16S ribo 
Gammaproteobacteria; Xanthomonadales; X 
16S 3185019 3184937 9 88 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 
16S 3186571 3186489 9 88 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 
16S 3188123 3188041 9 88 gi 
n LMG 911 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


a 


69 gi 


i 
e 
16S 3189675 3189593 9 


6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


88 gi 


16S ribosomal RNA, partial sequence 2800187 28 


16S ribosomal RNA, partial sequence 2801710 28 


16S ribosomal RNA, partial sequence 2803231 28 
omonosp 


na 


qu 
na 


Oc 


an 


an 


an 


eq 


an 


224581409 


1464924 14664 
ocyclaceae 


219857506 


1483159 14846 
alomonad 


H 
219846365 
somal RNA, 
Bacteria; 
an 
219857260 


1546665 15481 
omarinac 


di 
219878402 


1707781 17092 


matiaceae; 
219857442 


ales; 
219857422 


nadales; 
219857382 


2499368 25008 
yclaceae 


oc 
219857359 
nce 
occaceae; 

219857253 


2618180 26196 
yclaceae 


oc 
219857116 
0 
omonospo 
219857115 
0 
omonospo 
219857114 

047 
fo} 
219857112 
1 
7 


219856886 
28565 
dales; 
219846866 
ence 


219846846 
31130 


219846799 


somal RNA, partial sequence 3182688 31841 
thomonad 


219846798 


3184240 31857 
thomonad 


219846797 


3185792 31872 
thomonad 


219846796 
uence 
ia; 


219846795 


3188896 31903 
thomonad 


16S 3191227 3191145 9 88 gi 
6S ribosomal RNA, partial sequence 


219846794 


aerobact 


24240 
Halo 


24451 
Alter 


25266 


16 
ri 


31 
ri 
ri 


sequence 
Actinomy 


xX 


erobacte 


yclaceae 


Xantho: 


ref |NR_027190.1 


; Az 
ref 


oarcus. 
NR_025094.1 
aceae; Kushneri 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref|NR_024891.1 
eae; Idiomarina 
ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_025010.1 
48 2446624 Alishe 
omonadaceae; 


, 


NR_024970.1 


ref 
; Azoarcus. 
ref |NR_024947.1 
73 2528174 Desulf 
Desu 
ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_026458.1 

3083185 308466 
rales; Thermoana 


ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026391.1 


acea 
ref 


e; Xanthomon 
NR_026390.1 


acea 
ref 


e; Xanthomon 
NR_026389.1 


acea 
ref 


e; Xanthomon 
NR_026388.1 
187344 318884 
monadales; Xanth 


Ww 


ref |NR_026387.1 


aceae; Xanthomon 


1lfotomaculum. 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
a. 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Desulfotomaculum 
otomaculum alkaliphilum 


Dechloromonas agitata 
agitata Bacteria; 


Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

5 Actinoplanes 
nosporineae; 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Thermoanaerobacter 

6 Thermoanaerobacter 
erobacteraceae; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 


ref |NR_026386.1 


Xanthomonas hortorum 


3190448 3191949 Xanthomonas hortorum Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


608854 Bacteria_16S 3192779 3192697 9 


strain LMG 847 16S ribosomal RNA, partial sequence 


gi|219846793 
3192000 31935 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


608854 Bacteria_16S 3195881 3195799 9 


strain LMG 736 16S ribosomal RNA, partial sequence 


gi|219846791 
3195102 31966 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


608854 Bacteria_16S 3289421 3289339 9 


gi|219846728 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


608854 Bacteria_16S 3292498 3292416 9 


strain LMG 708 16S ribosomal RNA, partial sequence 


gi| 219846726 
3291719 32932 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


608854 Bacteria_16S 3294050 3293968 9 


strain LMG 538 16S ribosomal RNA, partial sequence 


gi| 219846725 
3293271 32947 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


608854 Bacteria _ 16S 


3333603 3333541 9 


gi| 219846696 


strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


608854 Bacteria_16S 3348764 3348702 9 


gi|219846685 


coerulea DSM 43143 16S ribosomal RNA, partial sequence 33480 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


608854 Bacteria_16S 3385521 3385435 9 


gi|219846659 


marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceano 


Chromohalobacter. 


608854 Bacteria_16S 3386994 3386908 9 


gi|219846658 


strain ATCC 49336 16S ribosomal RNA, partial sequence 33862 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


608854 Bacteria_16S 3498464 3498375 9 


gi|219846577 


strain ATCC 51856 16S ribosomal RNA, partial sequence 34976 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


608854 Bacteria_16S 3855551 3855489 9 


strain Td-21 16S ribosomal RNA, partial sequence 


gi|219846325 
3854781 38562 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


608854 Bacteria_16S 3883117 3883031 9 


gi|219846307 


brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial seq 


Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; Thermoanaerobacteraceae; 


608854 Bacteria_16S 4010387 4010301 9 


strain R22 16S ribosomal RNA, partial sequence 


finnii Bacteria; 
Thermoanaerobact 


gi|219846216 
4009610 40110 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


608854 Bacteria_16S 206034 205977 9 


gi| 265678926 


equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 


equigenitalis Bacteria; Proteobacteria; 
608854 Bacteria_16S 274541 274484 9 


strain S-16 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


608854 Bacteria_16S 279089 279032 9 


Betaproteobacteria; Burkh 


gi|265678877 
273748 27524 


gi|265678874 


strain ATCC 23392 16S ribosomal RNA, partial sequence 27832 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


608854 Bacteria_16S 306401 306348 9 


gi| 265678856 


strain Illinois 16S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 


608854 Bacteria_16S 976450 976397 9 


strain SS-2 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; 


608854 Bacteria_16S 1374892 1374835 9 
OT-1 16S ribosomal RNA, partial sequence 


608854 Bacteria_16S 1516949 1516868 9 


gi| 265678393 
975693 97713 
Saprospiracea 
gi| 228717906 


1374101 1375614 Kordi 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Kordia. 
gi|219873435 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 


phosphitoxidans Bacteria; Proteobacteria; 


Desulfotignum. 


608854 Bacteria_16S 1851563 1851475 9 


strain SE3104 16S ribosomal RNA, partial sequence 


Deltaproteobacteria; De 


gi|219878301 
1850849 18521 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 


608854 Bacteria_16S 1912110 1912022 9 


gi] 219878255 


strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 19128 


Firmicutes; Bacillales; Planococcaceae; 
608854 Bacteria_16S 1976013 1975932 9 


Ureibacillus. 


gi| 219878211 


phenolica strain PhOl 16S ribosomal RNA, partial sequence 19752 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


Firmicutes; Clostridia; 


ref|NR_026385.1| Xanthomonas pisi 

01 Xanthomonas pisi Bacteria; 

aceae; Xanthomonas. 

ref|NR_026383.1| Xanthomonas vasicola 
03 Xanthomonas vasicola Bacteria; 
aceae; Xanthomonas. 

ref|NR_026320.1| Xanthomonas populi 

16 Xanthomonas populi Bacteria; 

aceae; Xanthomonas. 

ref|NR_026318.1| Xanthomonas fragariae 
20 Xanthomonas fragariae Bacteria; 
aceae; Xanthomonas. 

ref|NR_026317.1| Xanthomonas axonopodis 
72 Xanthomonas axonopodis Bacteria; 
aceae; Xanthomonas. 

ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_026277.1| Micromonospora 

02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


ref|NR_026251.1] Chromohalobacter 
3384746 3386168 Chromohalobacter 
spirillales; Halomonadaceae; 


ref|NR_026250.1| Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 
aceae; Halomonas. 
ref|NR_026169.1| Actinomyces radingae 
92 3499120 Actinomyces radingae Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 

; Azoarcus. 
ref|NR_025897.1| Thermoanaerobacter 
uence 3882338 3883860 


er. 
ref|NR_025806.1| Idiomarina ramblicola 
68 Idiomarina ramblicola Bacteria; 
eae; Idiomarina. 
ref|NR_029234.1| Taylorella 

205252 206750 Taylorella 
olderiales; Alcaligenaceae; Taylorella. 
ref |NR_029183.1| Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029180.1] Mycoplasma gateae 
1 279763 Mycoplasma gateae Bacteria; 


ref|NR_029162.1| Neorickettsia risticii 
7 Neorickettsia risticii Bacteria; 

ae; Neorickettsia. 

ref|NR_028695.1| Lewinella nigricans 

0 Lewinella nigricans Bacteria; 

e; Lewinella. 
ref|NR_027568.1| Kordia algicida strain 
a algicida OT-1 Bacteria; Bacteroidetes; 


ref|NR_025194.1| Desulfotignum 
1516159 1517596 Desulfotignum 
sulfobacterales; Desulfobacteraceae; 


ref|NR_025440.1| Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
llaceae; Roseospira. 

ref|NR_025394.1| Ureibacillus terrenus 
21 Ureibacillus terrenus Bacteria; 


ref|NR_025350.1] Desulfobacula 
15 1976722 Desulfobacula phenolica 
Desulfobacteraceae; Desulfobacula. 


608854 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


608854 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


608854 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


608854 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


608854 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


608854 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


608854 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


608854 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


608854 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


608854 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


608854 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


608854 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


608854 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 


caldus strain KU 


Proteobacteria; G 


608854 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


608854 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


608854 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


608854 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; G 


608854 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


608854 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


608854 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


608854 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


608854 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


608854 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


2089285 2089232 9 

1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2279206 2279149 9 64 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2282228 22821719 64 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2477583 2477526 9 64 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2479055 2478998 9 64 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480562 2480505 9 64 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482075 2482018 9 64 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485096 2485039 9 64 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486615 2486558 9 64 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488129 2488072 9 64 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489642 2489585 9 64 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2779991 2779938 9 60 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2997554 2997466 9 94 gi 


60 gi 


ammaproteobacteria; Acidithiobacillale 
3690159 3690102 9 64 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3752706 3752649 9 64 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758754 3758697 9 64 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4067801 4067744 9 64 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
23454 23366 9 94 gi 
in 265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
25047 24959 9 94 gi 
rain R2 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
53904 53816 9 94 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
56841 56753 9 94 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58342 58254 9 94 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
73505 73417 9 94 gi 
train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
e; Pseudonocardia. 


2278443 22799 


2476824 24782 


2478295 24797 


2479798 24812 


2481316 24827 


2484337 24857 


2485849 24873 


2487368 24888 


2488881 24903 


2779259 27806 


3689398 36908 


3751943 37534 


3757993 37594 


4067035 40685 


2088549 2089942 Nevsk 


219857398 


219857397 


219857396 


219857395 


219857393 


219857392 


219857391 


219857390 


219857130 


otrichacea 
219846925 


s; Acidith 
219846444 


219846397 


219846393 


219846174 


iellaceae; 
265679048 
ence 22677 
idiaceae; 
265679047 
uence 
idiales; C 
265679028 
1 sequence 
stridiales 
265679026 
nce 56079 
ales; Chro 
265679025 
nce 57580 
matiaceae; 
265679015 
equence 
dae; Actin 


608854 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


92849 92761 9 94 gi 
ain PAL-1 16S ribosomal RNA, complete 
teria; Deferribacteres; Deferribactera 


219878130|ref|NR_025269.1| Nevskia ramosa strain 
ia ramosa Bacteria; Proteobacteria; 

Nevskia. 

219857547 |ref|NR_025135.1| Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


219857545|ref|NR_025133.1| Mycoplasma 
equence 2281465 2282930 Mycoplasma 
lasmataceae; Mycoplasma. 


ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 
ref|NR_024984.1| Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


ref |NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024758.1| Thiothrix eikelboomii 
79 Thiothrix eikelboomii Bacteria; 

e; Thiothrix. 
ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026035.1| Mycoplasma auris 

58 Mycoplasma auris Bacteria; 


ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025764.1| Aquicella siphonis 
16 Aquicella siphonis Bacteria; 


265679001 
sequence 
les; Defer 


Aquicella. 
ref |NR_029356.1| Clostridium 
24226 Clostridium orbiscindens 
Clostridium. 
ref |NR_029355.1| Clostridium 
24277 25711 Clostridium 
lostridiaceae; Clostridium. 
ref |NR_029336.1| Desulfotomaculum 
53088 54587 Desulfotomaculum 
; Peptococcaceae; Desulfotomaculum. 
ref|NR_029334.1| Thiocystis gelatinosa 
57529 Thiocystis gelatinosa 
matiaceae; Thiocystis. 
ref |NR_029333.1| Thiocystis violacea 
59029 Thiocystis violacea Bacteria; 
Thiocystis. 
ref |NR_029323.1| Pseudonocardia 
72731 74244 Pseudonocardia 
omycetales; Pseudonocardineae; 
ref |NR_029309.1| Geovibrio 
92051 93594  Geovibrio 


ribacteraceae; Geovibrio. 


GGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCTCCAGACATCCCCAGAGATGGGGCTTCCCT 
TGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGT 
TATGGCGGGGACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCT 
AGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACC 
CGCAAGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNTTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCCTTCGGGGGTACACGAGCGGCGAACGGGT 
GAGTAACACGTGAGCAACCTACCCTTCACTTCGGGATAAGCCTCGGAAACGGGGTCTAATACCGGATATCATCACGGNCTTCATGGNTTGTGGTTGAAAGTTCTG 
GCGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGACGAAAGTCTGACGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTT 
GTAAACCTCTTTCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTT 
GTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGTCACGTCGGGAGTGAAAACTCGGAGCTTAACTCCGAGCCTGCTTCCGATACGGGCAGACTAGAGG 
TAGGCAGGGGAGAGCGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCTTACCTGACGCTGAGGA 
GCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGACATTCCACGTCCTCCGTGCCGCAGCTAA 
CGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAAC 
GCGAAGAACCTTACCTGGGTTTGACATATAGGGAAATCTCACAGAGATGTGAGGTCCGTAAGGGTCCTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAA 
AAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTAGGACGAAGT 
CGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGGATCCAGAGTTTGATCCTGGCTCAGAACGAACGCTGG 
CGGCAGGCTTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGAGTAACACGTGGGGATCTGCCCAATGGTACGGAATAGCTCTGGGAAACT 
GGAAGTAATACCGTATGAGCCCGCAAGGGGAAAGATTTATCGCCATTGGATGAACCCGCGTCGGATTAGCTAGTTGGTGTGGTAAAGGCGCACCAAGGCGACGAT 
CCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGCCGACGAAGATAATGACGGTAGTCGGAGAAGAAGCCCCGGCTGACTTCGTGC 
CAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGGGGTGAAAGCCTGGAGCTCAAC 
TCCAGAACTGCCCTTGATACTGGGTATCTCGAGTCCGGAAGAGGTAAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGA 
AGGCGGCTTACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAGGCTAGCCGT 
TGGTGAGCATGCTCATCAGTGGCGCAGCTAACGCATTAAGCCTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGTCCCGGATGGTTACCAGAGATGGTTTCTTCTCTTCGGAGCCGGGAA 
CACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCATTAAGTTGGGCACT 
CTAGGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGT 
GGGAAGCGAACCCGCGAGGGTAAGCAAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGAT 
CAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAG 
GCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAG 
TTTGAATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCGCACGGGTGAGTAACACGTGGGAACCTAC 
CTTCTGGTACGGAACAACCAAGGGAAACTTTGGCTAATACCGTATACGACCTCCGGGTGAAAGATTTATCTGCCGGAAGAGGGGCCCCGCGTCCGATTAGGTAGT 
TGGTGGGGTAACCGGCCTACCAAGCCGACGATCGGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTTTCACCCACGACGATGATGACGGT 
AGTGGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTGTTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTC 
GTTGCGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGATACGGGCGGGCTTGAATCCAAGAGAGGGTGGTGGAATTCCCAGTGTAGAGGTGAAA 
TTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCCACCTGGCTTGGCATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTGTGCTAGCCGTCGGGCAGCTTGCTGTTCGGTGGCGCAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATGGGGAGTGTGGGCCT 
GAGAGATCGGGTCCGGGTCCTTCAGTTCGGCTGGCTCCCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCCTCTTCAGTTGCCATCATTGAGTTGGGCACTCTGGAGATACTGCCGGTGACAAGCCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCCTTA 
CGGGTTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCGAAGGGGCGACCTGGAGCTAATCCCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAA 
CTCGGGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGT 
TTTACCCGAAGACGGTGCGCTGACCCGCAAGGGAGGCAGCCGGCCACGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGAG 
TTTGATCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGACTGGTGCTTGCACTGGTTGGATTAGTGGCGAACGGGTGAGTA 
ATACGTGAGTAACCTGCCTTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACAAGGAACCGCATGGTTTTTTGTGGAAAGGGTTTGTACT 
GGTTTTAGATGGGCTCACGGCCTATCAGCTTGTTGGTGGGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGT 
AAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTTGCGTCTGCTGTGAAAGACCGGGGCTTAACCCCGGTATTGCAGTGGGTACGGGCAGACTAGAGTGC 
AGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGAAGC 
GAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACG 
CATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGC 
GAAGAACCTTACCAAGGCTTGACATATACTGGACCGCCTCAGAGATGGGGTTTCCCTTCGGGGCTGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTGTGGTGGGGACTCATAGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGT 
GAGGTTGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCCCTTGTGGGAGGGAGTCGTNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGGGCAACCCTGGTGGCGA 
GTGGCGAACGGGTGAGTAATACATCGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGCTCTGCGGAGGAAAGCGGGGGCT 
CCTTCGGGACCTCGCGCTACAGGGGCGGCCGATGGCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGA 
AGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACCTCAGCCCTAATACGGCGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTCCGCTAAGACAGATGTGAAATCCCCGGGCTTAACC 
TGGGAACTGCATTTGTGACTGGCGGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAA 
GGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTC 
GGGCCTTCATTGGCTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
GGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAATCCTGCTGAGAGGCGGGAGTGCCCGAAAGGGAGCCGTAAC 


608854 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


608854 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


608854 Bacteria_16S 


intestinale strai 
intestinale Bacte 


608854 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


608854 Bacteria_16S 
6S ribosomal RNA, partial sequence 165488 16699 


strain NCTC 279 1 


96063 95975 9 94 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
n Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

100652 100564 9 94 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 
ibosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
lales; Bacillaceae; Halobacillus. 

161624 161536 9 94 gi|265678955|ref|NR_029263.1| Clostridium 
n Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

164697 164609 9 94 gi|265678953|ref|NR_029261.1| Lactobacillus 
strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

166262 166174 9 94 gi|265678952|ref|NR_029260.1| Clostridium tetani 


5 Clostridium tetani Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 181342 181254 9 94 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 198152 198064 9 94 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 213819 213735 9 90 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

608854 Bacteria_16S 245939 245851 9 94 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

608854 Bacteria_16S 268446 268358 9 94 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

608854 Bacteria_16S 323095 323007 9 94 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

608854 Bacteria_16S 338658 338570 9 94 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
608854 Bacteria_16S 340238 340150 9 94 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

608854 Bacteria_16S 346266 346182 9 90 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

608854 Bacteria_16S 356479 356391 9 94 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 


strain E-1-A 16S 
Proteobacteria; A 


608854 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


608854 Bacteria_16S 


nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 


608854 Bacteria_16S 


strain A288 16S r 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

608854 Bacteria_16S 411334 411246 9 94 gi|265678780|ref|NR_029085.1 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
608854 Bacteria_16S 436110 436022 9 94 gi|265678764|ref|NR_029069.1 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Kitasatospora. 

608854 Bacteria_16S 453027 452939 9 94 gi| 265678752 |ref|NR_029057.1 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 

Firmicutes; Bacillales; Macrococcus. 

608854 Bacteria_16S 454626 454538 9 94 gi|265678751|ref|NR_029056.1 


strain R 16086 16 
Firmicutes; Bacil 


S ribosomal RNA, complete sequence 
lales; Macrococcus. 


355741 35715 


lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo 
362510 362454 9 63 gi| 265678813 |ref|NR_029118.1 
ribosomal RNA, partial sequence 361716 363213 Desulfovibrio 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
374369 374281 9 94 gi| 265678805 |ref|NR_029110.1 
n HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; 
; Kitasatospora. 
405093 405005 9 94 gi| 265678785 |ref|NR_029090.1 


404351 40583 


7 Sphingopyxis 


terrae Bacteria; 


pyxis. 

Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 
Kitasatospora 
Kitasatospora 


Streptomycineae; 


Actinomadura meyerae 


0 Actinomadura meyerae Bacteria; 


osporaceae; 


Lactobacillus 
Lactobacillus 
Kitasatospora 
Kitasatospora 
omycineae; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


453819 455366 Macrococcus hajekii Bacteria; 


608854 Bacteria_ 


16S 456188 456100 9 94 gi| 265678747 |ref|NR_029052.1 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 


Streptococcus 


455417 456926 Streptococcus 


oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


608854 Bacteria_ 
strain YIM 31530 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


608854 Bacteria_ 


16S 462147 462059 9 94 gi| 265678743 |ref|NR_029048.1 
16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
ionibacterineae; Nocardioidaceae; Kribbella. 
16S 469659 469571 9 94 gi| 265678738 |ref|NR_029043.1 
strain A10 16S ribosomal RNA, partial sequence 


Kribbella antibiotica 


Actinomadura latina 


468944 470395 Actinomadura latina Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 


Actinomadura. 


608854 Bacteria_16S 475927 475839 9 94 gi|265678734|ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

608854 Bacteria_16S 492806 492718 9 94 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 


strain R65 16S ribosomal RNA, partial sequence 
Proteobacteria; G 


492024 493535 Marinobacter sediminum Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


608854 Bacteria_16S 497395 497307 9 94 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

608854 Bacteria_16S 512739 512651 9 94 gi|265678710|ref|NR_029015.1]| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

608854 Bacteria_16S 553877 553789 9 94 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 


flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 


Caldithrix. 


608854 Bacteria_16S 


hassiacum strain 


582659 582571 9 94 gi|265678664|ref|NR_028969.1 
strain LF13 16S ribosomal RNA, partial sequence 


593149 593061 9 94 gi| 265678657 |ref|NR_028962.1 
W-51 16S ribosomal RNA, partial sequence 


Caldithrix abyssi 


581868 583371 Caldithrix abyssi Bacteria; 


Novosphingobium 


592408 593892 Novosphingobium hassiacum 


Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 


608854 Bacteria_16S 


strain BCH 16S ri 


608854 Bacteria_16S 


psychrophilum Bac 


bosomal RNA, partial sequence 


597630 597542 9 94 gi|265678654|ref|NR_028959.1 


Thiobaca trueperi 


596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 
606719 606631 9 94 gi| 265678647 |ref|NR_028952.1 
picturae strain R-5321 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
608854 Bacteria_16S 


Oceanobacillus 


605920 607435 Oceanobacillus picturae 


609789 609701 9 94 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
teria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
632636 632548 9 94 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 


608854 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


608854 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


608854 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


strain ThSch 12 1 
Proteobacteria; G 


marismortui strai 
Bacteria; Firmicu 


608854 Bacteria_16S 


ribosomal RNA, partial sequence 


667527 667439 9 94 gi|265678604|ref|NR_028909.1 
H4560 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 
608854 Bacteria_16S 703749 703661 9 94 gi|265678580|ref|NR_028885.1 
6S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
608854 Bacteria_16S 


sibirica strain Al2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
608854 Bacteria_16S 


631874 633351 Acetobacterium tundrae Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
664473 664385 9 94 gi|265678606|ref|NR_028911.1 
n NorPut 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Clostridia; Clostridiales; 


Anaerovorax 
663698 665185 Anaerovorax 


Clostridiales Family XIII. Incertae Sedis; 


Gluconacetobacter 


666786 668269 Gluconacetobacter entanii 


Acetobacteraceae; Gluconacetobacter. 
Lamprocystis purpurea 


718841 718753 9 94 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
n 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
tes; Bacillales; Bacillaceae; Virgibacillus. 

728153 728065 9 94 gi|265678563|ref|NR_028867.1| Thiorhodospira 


727370 728734 Thiorhodospira sibirica 
ales; Ectothiorhodospiraceae; Thiorhodospira. 
734083 733999 9 90 gi| 265678559 


ref |NR_028863.1| Thiohalocapsa 


halophila strain 4270 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


608854 Bacteria_16S 


strain SW-45 16S 
Proteobacteria; G 


608854 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


acteria; Gammaproteobacteria; Chromati 


ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


608854 Bacteria_16S 


ales; 


733319 734742 Thiohalocapsa halophila 
Chromatiaceae; Thiohalocapsa. 
763614 763526 9 94 gi| 265678537 |ref|NR_028841.1 


Marinobacter litoralis 


762839 764334 Marinobacter litoralis Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
771269 771185 9 90 gi| 265678532 |ref|NR_028836.1 


Cellvibrio japonicus 


770475 771983 Cellvibrio japonicus Bacteria; 
seudomonadaceae; Cellvibrio. 

772839 772751 9 94 gi|265678531|ref|NR_028835.1 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 


Atopostipes 
772034 773579 Atopostipes 


suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 


608854 Bacteria_16S 
strain HKU4 16S r 
Firmicutes; Lacto 
608854 Bacteria_16S 
beijiangensis str 
beijiangensis Bac 
Streptomycetaceae; 
608854 Bacteria_16S 
strain MOL361 16S 


775993 775905 9 94 


ibosomal RNA, partial sequence 
bacillales; 


Streptococcaceae; 
786700 786612 9 94 


ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


798980 798892 9 94 


ribosomal RNA, partial sequence 


gi 


Streptoc 
gi 


occus. 
26567852 
quence 


gi 


265678529 
775183 77669 


e; Actinomycet 


265678513 
798207 79971 


ref |NR_028833.1 
4 Streptococcus 


1|ref|NR_028825.1 
785920 787418 
ales; 


ref|NR_028816.1 


Strept 


Streptococcus sinensis 
sinensis Bacteria; 


Streptomyces 
Streptomyces 


omycineae; 


Turicibacter sanguinis 


4 Turicibacter sanguinis Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

608854 Bacteria_16S 808231 808143 9 94 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

608854 Bacteria_16S 841736 841652 9 90 gi| 265678485 |ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

608854 Bacteria_16S 858330 858242 9 94 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
608854 Bacteria_16S 872036 871948 9 94 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

608854 Bacteria_16S 888537 888449 9 94 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

608854 Bacteria_16S 916252 916164 9 94 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
608854 Bacteria_16S 922492 922404 9 94 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

608854 Bacteria_16S 933253 933165 9 94 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

608854 Bacteria_16S 936370 936282 9 94 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

608854 Bacteria_16S 959596 959508 9 94 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 1002633 1002545 9 94 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

608854 Bacteria_16S 1020791 1020703 9 94 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

608854 Bacteria_16S 1022344 1022256 9 94 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

608854 Bacteria_16S 1023915 1023827 9 94 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

608854 Bacteria_16S 1051404 1051320 9 90 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

608854 Bacteria_16S 1055846 1055758 9 94 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

608854 Bacteria_16S 1073857 1073769 9 94 gi|265678328|ref|NR_028630.1| Novosphingobium 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosphingobium tardaugens 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
608854 Bacteria_16S 1075372 1075284 9 94 gi|265678327|ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rho 


608854 Bacteria_16S 


strain 21F-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


608854 Bacteria_16S 


1082790 1082702 9 94 gi 


dococcus. 
1079760 1079672 9 94 gi|265678323|ref|NR_028625.1 
ribosomal RNA, partial sequence 1079018 10804 


Acetobacte 
265678321 


raceae; Acetobac 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 


ref|NR_028623.1 


Lactobacillus equi 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 


Firmicutes; Lacto 


bacillales; Lactobacillaceae; 


Lactobacillus. 


608854 Bacteria_16S 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 108 
Actinobacteria; Actinobacteridae; Actinomycetales; 
608854 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


608854 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


608854 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


608854 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


608854 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


608854 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


608854 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


608854 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


608854 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


608854 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


608854 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


608854 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


608854 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


608854 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


1085758 1085670 9 94 gi 
Stre 
1088899 1088811 9 94 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1094930 1094874 9 63 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1096370 1096282 9 94 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1103931 1103843 9 94 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1117655 1117567 9 94 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 

1123769 1123681 9 94 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1141817 1141729 9 94 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


Streptoc 
gi 


1103152 11046 


1116890 11182 


1122944 11244 


265678319 
64 
ptomycinea 
265678317 
ence 10881 
nadales; P 
265678313 

10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


265678306 


mily XIII. 
265678297 


occus. 
224581425 


illus. 
253680762 
quence 


eria; Sphi 


1144899 1144811 9 94 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1155395 1155307 9 
16S rib 
tes; Bacillales; 
1175184 1175100 9 

osomal RNA, partial sequence 
acteria 


94 gi 


Oceanoba 
gi 


Bacillaceae; 

90 
; Gammaproteobacteria; Kangiell 
1184214 1184126 9 94 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 

1220399 1220311 9 94 gi 


bacillales; Carnobacteriaceae; Allofus 
1224953 1224865 9 94 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1237160 1237072 9 94 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 


608854 Bacteria_16S 


metallireducens s 
metallireducens B 


608854 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


608854 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


608854 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


608854 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


608854 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


608854 Bacteria_16S 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 


1244706 1244618 9 94 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1268766 1268678 9 94 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


1270329 1270241 9 94 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


1271786 1271698 9 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1279084 1278996 9 94 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
1286676 1286588 9 94 gi 
in YKJ-101 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Jeotgali 


94 gi 


osomal RNA, partial sequence 1154576 11561 


1174405 11758 


6S ribosomal RNA, partial sequence 1219617 12211 


1271016 1272493 Desul 


1278319 12798 


253680760 
quence 
teria; Pse 
253680753 


cillus. 
228718578 


a. 
228717037 
ce 11834 
Ruminococc 
219878362 


tis. 
219878314 
1 sequence 
ptococcace 
219878251 
ence 12363 
spiraceae; 
219857537 
1 sequence 
ridiales; 
219846421 
equence 
teria; Des 
219846400 
sequence 
ia; Desulf 


219846399 


eae; Desul 
219846093 


ataceae; M 
219846053 
sequence 
coccus. 
228716433 


1292686 1292598 9 94 gi 


ref|NR_028621.1 
81 Streptomyces 
e; Streptomycet 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028614.1 

1095628 109707 
pirillales; Acet 


ref |NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_028598.1 
82 Streptococcus 


ref |NR_027206.1 
63 Lactobacillus 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


ref|NR_028008.1 
144133 114556 


udomonadales; Ps 


R 


ref|NR_028001.1 


ref|NR_027574.1 


ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_025501.1 


ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


ref 
fone 
fone 
ref 


NR_025990.1 
ma magnum Ba 
ma. 
NR_025683.1 


esoplasma. 
ref|NR_025643.1 
1285891 128739 


ref 


Streptomyces tauricus 


tauricus Bacteria; 
a 


ceae; Streptomyces. 
Pseudomonas 

monas psychrophila 
Pseudomonas. 
Acetobacter peroxydans 

acter peroxydans 
Acetobacter. 

Acetobacter 

0 Acetobacter 

obacteraceae; 


v 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Allofustis seminis 


16 Allofustis seminis Bacteria; 


Streptococcus 
1 Streptococcus 
s. 
Parasporobacterium 
orobacterium paucivorans 
ium. 
Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Desulfonema 
5 Desulfonema 


ulfobacteraceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Jeotgalicoccus 
6 Jeotgalicoccus 


Marinobacter 


NR_027551.1 
129190 


4 1293412 Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


608854 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 
Eubact 


cellulosolvens 6 
Bacteria; Firmicu 


608854 Bacteria_16S 
train DSM 10 16S ribosomal RNA, partia 


subtilis s 
subtilis B 


subsp. 
subsp. 


608854 Bacteria_16S 


dysgalactiae subs 


1303232 1303144 9 94 


gi 
tes; Clostridia; Clostridiales; 
1315451 1315363 9 94 gi 
acteria; Firmicutes; Bacillales; Bacil 
1323188 1323100 9 94 gi 
p- dysgalactiae strain ATCC 43078 16S 


219846514 


eriaceae; 
228716557 
1 sequence 
laceae; Ba 
228715345 
ribosomal 


ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 

Eubacterium. 

ref|NR_027552.1| Bacillus subtilis 
1314657 1316173 Bacillus subtilis 

cillus. 

ref|NR_027517.1] Streptococcus 

RNA, partial sequence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


608854 Bacteria_16S 
train CCUG 34545 16S ribosomal RNA, pa 


subsp. carnosus s 
sakei subsp. carn 


608854 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


608854 Bacteria_16S 


thermacidophilum 


Streptococcus. 


1327801 1327713 9 94 


gi 
osus Bacteria; Firmicutes; Lactobacill 
1329238 1329150 9 94 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1330792 1330704 9 94 gi 
subsp. porcinum strain P3-14 16S ribos 


219846129 
rtial sequ 
ales; Lact 
219846090 

13284 
nellaceae; 
219846082 
omal RNA, 


ref 
ence 
obacillaceae; 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 

ref|NR_025672.1 
complete sequenc 


NR_025719.1 
132699 


La 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Dialister invisus DSM 
ter invisus DSM 15470 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales; 
608854 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


608854 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


608854 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


608854 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


608854 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


608854 Bacteria_16S 


neglectum strain 


Bifidobacteriaceae; Bifidobacterium. 
1341480 1341392 9 94 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1368781 1368725 9 63 gi 
RS-1 16S ribosomal RNA, complete sequ 


v 


1377933 1377849 9 90 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1406290 1406202 9 94 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1409302 1409215 9 94 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1410800 1410712 9 94 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1447717 1447629 9 94 gi 
P9a-h 16S ribosomal RNA, partial seque 


gi 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incer 
Mogibacterium. 

608854 Bacteria_16S 1509486 1509398 9 94 gi|219846290|ref|NR_025880.1 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 150868 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillacea 
608854 Bacteria_16S 1513934 1513846 9 94 gi|219878119|ref|NR_025258.1 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 15146 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 1527576 1527488 9 94 gi|219857435|ref|NR_025023.1 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

608854 Bacteria_16S 1556307 1556219 9 94 gi|219846194|ref|NR_025784.1 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 155703 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Kitasatospora. 

608854 Bacteria_16S 1559295 1559207 9 94 gi|219846192|ref|NR_025782.1 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 156000 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Kitasatospora. 

608854 Bacteria_16S 1609595 1609507 9 94 gi|219878470|ref|NR_025609.1 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 160886 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; 
608854 Bacteria_16S 1635333 1635245 9 94 gi| 219878453 |ref|NR_025592.1 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planoc 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

608854 Bacteria_16S 1661212 1661124 9 94 gi|219878434|ref|NR_025573.1 


acteria; Deltaproteobacteria; Desulfov 
608854 Bacteria_16S 


1408524 14099 


228721140 
nce 13406 
Peptococca 
228718692 
ence 13679 
ibrionales 
228717562 
ce 13771 
nadales; A 


219857143 
quence 
eria; Rhod 
224581401 


Clostridiu 
224581432 
sequence 

Streptoco 
224581422 
nce 14469 


ccac 


ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfito 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrio 
ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 


ref|NR_024771.1 
1405568 140698 
ospirillales; Ac 


ref |NR_024719.1 


ref|NR_027214.1 

1410019 141148 
eae; Strepto 
ref |NR_027203.1 
32 1448409 Mogiba 


macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 


b 


n 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Acetobacter 
1 Acetobacter 


etobacteraceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 
m. 


Streptococcus 

6 Streptococcus 
coccus. 
Mogibacterium 
cterium neglectum 
tae Sedis; 


Lactobacillus 

4 1510205 Lactobacillus 
e; Lactobacillus. 
Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


Streptococcus equi 

3 1610272 Streptococcus 
Streptococcus. 
Planococcus 

occus maitriensis 


1660434 166191 


Sporosarcina 
6 Paenisporosarcina 


608854 Bacteria_16S 1684050 1683962 9 94 gi|219878419|ref|NR_025558.1]| Clostridium 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 1688506 1688418 9 94 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 1690078 1689990 9 94 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

608854 Bacteria_16S 1705511 1705455 9 63 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

608854 Bacteria_16S 1735899 1735811 9 94 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

608854 Bacteria_16S 1737438 1737350 9 94 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

608854 Bacteria_16S 1745162 1745074 9 94 gi|219878377|ref|NR_025516.1| Streptococcus ratti 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

608854 Bacteria_16S 1749641 1749585 9 63 gi|219878374|ref|NR_025513.1| Acetobacter malorum 


strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
608854 Bacteria_16S 1751133 1751077 9 63 gi| 219878373 
strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

608854 Bacteria_16S 1752687 1752599 9 94 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 1766338 1766250 9 94 gi|219878360|ref|NR_025499.1| Alkalilimnicola 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
608854 Bacteria_16S 1775251 1775163 9 94 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 1778341 1778253 9 94 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

608854 Bacteria_16S 1779890 1779802 9 94 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

608854 Bacteria_16S 1790370 1790282 9 94 gi|219878342|ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

608854 Bacteria_16S 1801006 1800918 9 94 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

608854 Bacteria_16S 1804141 1804053 9 94 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

608854 Bacteria_16S 1808766 1808678 9 94 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

608854 Bacteria_16S 1824110 1824022 9 94 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

608854 Bacteria_16S 1828559 1828471 9 94 gi|219878317|ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
608854 Bacteria_16S 1833211 1833123 9 94 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

608854 Bacteria_16S 1862058 1861974 9 90 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

608854 Bacteria_16S 1918307 1918219 9 94 gi|219878249|ref|NR_025388.1| Pediococcus inopinatus 


race 
ref 


ae; Acetobac 
NR_025512.1 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 


Firmicutes; Lacto 


bacillales; Lactobacillaceae; Pediococ 


cus. 


608854 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


608854 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


608854 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


608854 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; G 


608854 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


608854 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


608854 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


608854 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


608854 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


608854 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


608854 Bacteria_16S 


strain ALC-2 16S 
Proteobacteria; A 


608854 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


608854 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


608854 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


608854 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


608854 Bacteria_16S 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


608854 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


608854 Bacteria_16S 


ibosomal RNA, partial sequence 2114343 21158 
lales; Planococcaceae; Planococcus. 

2119734 2119646 9 94 gi|219857655 
ribosomal RNA, partial sequence 2118933 21204 
lales; Bacillaceae; Halobacillus. 

2151440 2151352 9 94 gi| 219857634 
ribosomal RNA, partial sequence 2150729 21521 


lphaproteobacteria; 
2160389 2160301 9 
in PA 5 
eria; P 


Sphingomonadales; 

94 gi 
1 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


2183245 2183157 9 
ain HKU 


94 gi 
8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
2184727 2184639 9 
n CB-22 
ria; Pr 


94 gi 
6 16S ribosomal RNA, partial se 
oteobacteria; Gammaproteobacter 
2192390 2192302 9 94 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 
2195356 2195268 9 94 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2196902 2196814 9 

LMG 21017 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; 
2236288 2236200 9 94 


gi 


94 gi 
complete 
Lactob 

gi 


Erythrobac 
219857628 
quence 

ria; Rhodo 


219857611 
quence 
e; 


219857609 
quence 
ia; Xantho: 


, 


219857604 


2191612 21930 


219857602 
quence 
e; 


219857601 
sequence 
acillaceae 

219857575 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 


Desulfonatronum. 


Actinomycet 


Actinomycet 


1942628 1942540 9 94 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

1944226 1944138 9 94 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
tes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1969934 1969846 9 94 gi|219878215|ref|NR_025354.1| Azospirillum 
ain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
teria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 

1974435 1974347 9 94 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
ibosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
lales; Planococcaceae; Marinibacillus. 

2029536 2029448 9 94 gi|219878176|ref|NR_025315.1| Chromatium okenii 
S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

2038591 2038503 9 94 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 
16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
lales; Bacillaceae; Virgibacillus. 

2047976 2047888 9 94 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
ibosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

2054203 2054115 9 94 gi|219878155|ref|NR_025294.1| Streptomyces 
ain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2055672 2055584 9 94 gi|219878154|ref|NR_025293.1| Streptomyces 
train CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2061807 2061719 9 94 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
rain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
cteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 

2113552 2113464 9 94 gi|219857659|ref|NR_025248.1| Novosphingobium 

strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
2115126 2115038 9 94 gi|219857658|ref|NR_025247.1| Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 
salinus Bacteria; 


ref |NR_025244.1 
54 Halobacillus 


ref|NR_025223.1| Porphyrobacter cryptus 
42 Porphyrobacter cryptus Bacteria; 
teraceae; Porphyrobacter. 
ref|NR_025217.1| Swaminathania 

2159648 2161102 Swaminathania 
spirillales; Acetobacteraceae; 


ref 
2 


NR_025200. 
182453 21838 
ales; Actin 


Actinomyces 
7 Actinomyces 
mycineae; 


7 


98.1 
6 
h 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


ref|NR_0251 
2183928 21854 
monadales; Xant 


Amphibacillus tropicus 
tropicus Bacteria; 


ref|NR_025192.1 
37 Amphibacillus 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


ref|NR_025190.1 
194621 219603 


ales; Coryne 


iS} 


Lactobacillus 
0 Lactobacillus 


ref|NR_025189.1 
2196082 219764 
; Lactobacillus. 
ref|NR_025163.1|] Desulfonatronum 
2235498 2236978 Desulfonatronum 


608854 Bacteria_16S 
puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae; 
608854 Bacteria_16S 
luridiscabiei str 
luridiscabiei Bac 

Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 2249967 2249879 9 94 gi 
fructosus strain DSM 20349 16S ribosomal RNA, partial s 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructo 
608854 Bacteria_16S 2251492 2251404 9 94 gi 
ficulneus strain FS-1 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 
608854 Bacteria_16S 2259148 2259060 9 94 gi 
strain ATCC 29178 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
608854 Bacteria_16S 2263845 2263757 9 94 gi 
venustensis strain ISO04 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
608854 Bacteria_16S 2310844 2310756 9 94 gi| 219857522 
strain A290 16S ribosomal RNA, partial sequence 2310109 23115 
Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Actinomadura. 
608854 Bacteria_16S 2344033 2343945 9 94 gi 
singaporensis strain IM 7744 16S ribosomal RNA, partial 
singaporensis Bacteria; Actinobacteria; Actinobacterida 
Nocardioidaceae; Actinopolymorpha. 

608854 Bacteria_16S 2345584 2345496 9 94 gi 
granivorans strain A30 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
608854 Bacteria_16S 2400168 2400080 9 94 gi 
chloromethanicum strain CM2 16S ribosomal RNA, partial 
chloromethanicum Bacteria; Proteobacteria; Alphaproteob 
Hyphomicrobium. 
608854 Bacteria_16S 


2246814 2246726 9 94 gi 
ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2248391 2248303 9 94 gi 
ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


219857568 
uence 
e; 


219857567 
uence 
e; 


219857566 
equence 
bacillus. 

219857565 
ce 


219857560 
22583 
occus. 

219857557 
ence 22630 


219857498 
sequence 
e; 


219857497 
nce 23447 
ni 
219857460 
sequence 
acteria; 


2414043 2413955 9 94 gi|219857451 
strain AML-C10 16S ribosomal RNA, partial sequence 2413261 24147 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 
608854 Bacteria_16S 2415602 2415514 9 94 gi| 219857450 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfo 
Desulfovibrio. 

608854 Bacteria_16S 2430640 2430552 9 94 gi 
cinnamivorans strain CIN1 16S ribosomal RNA, partial se 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostri 
608854 Bacteria_16S 2435222 2435134 9 94 gi 
peptidivorans strain TMC4 16S ribosomal RNA, partial se 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostri 
608854 Bacteria_16S 2441343 2441255 9 94 gi 
paradoxus strain ARh1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
608854 Bacteria_16S 2444374 2444286 9 94 gi 
koreense strain JGO7 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Plano 
608854 Bacteria_16S 2457984 2457896 9 94 gi 
taejonensis strain JSS-54 16S ribosomal RNA, partial se 
taejonensis Bacteria; Proteobacteria; Alphaproteobacter 
Sphingopyxis. 
608854 Bacteria_16S 
strain CCUG 43179 16S ribosomal RNA, 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
608854 Bacteria_16S 2467168 2467080 9 94 gi|219857405 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 24678 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
608854 Bacteria_16S 2470198 2470110 9 94 gi| 219857403 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 24694 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
608854 Bacteria_16S 2506262 2506174 9 94 gi| 219857373 
strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 25069 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodos 
608854 Bacteria_16S 2529004 2528916 9 94 gi| 219857358 


219857437 
quence 

diales; Ru 
219857431 
quence 

diales; Cl 
219857426 
ce 24405 
ales; Ecto 
219857423 
e 24435 
microbium. 
219857411 
quence 

ia; Sphing 


v 


2465593 2465505 9 219857406 


24647 


94 gi 
complete sequence 


22507 


osporang 


R 


Actinomycet 


ref 


Actinomycet 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
vibr 
ref 


mino 
ref 


ostr 
ref 


thio 
ref 
ref 
omon 
ref 


itie 
ref 


m. 
ref 


thio 
ref 


pira 
ref 


18 2252192 F 
45 22598808 
50 2264581 Alcan 
Alc 
29 Actinomadura 


inea 


2343294 23447 
Actinomycet 


86 2346268 Paeni 
bacillus. 


2399427 24008 
hizo 


2414827 24163 


2429869 24313 


2434473 24359 


72 2442029 Thioa 


92 2445097 Plano: 


2457264 24587 


63 2466330 Lacto 


12 2470870 Thioa 


NR_025153.1 
ruct 


NR_025148.1 
trept 


NR_025145.1 
z 
anivoracace 
NR_025110.1 


e; Thermomon 
NR_025086.1 
3 
ales; Propio 
NR_025085.1 
b 


NR_025048.1 
7 
h 


biales; Hyp 


NR_025039.1 


e; Methylosa 
NR_025038.1 
1 
ionales; Des 
NR_025025.1 
5 
coccaceae; P 
NR_025019.1 
5 
idiaceae; Cl 
NR_025014.1 
1 
rhodospirace 
NR_025011.1 
m. 


NR_024999.1 
0 
adales; Sphi 
NR_024994.1 
b 
s 


NR_024993.1 


NR_024991.1 
1 
rhodospirace 
NR_024961.1 


ceae; Alkali 


a 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Streptococcus iniae 
ococcus iniae Bacteria; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Paenibacillus 
acillus granivorans 


Hyphomicrobium 
3 Hyphomicrobium 


omicrobiaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
acea 


rcina. 
Desulfovibrio 

0 Desulfovibrio 
ulfovibrionaceae; 


Papillibacter 

9 Papillibacter 
apillibacter. 
Clostridium 

3 Clostridium 
ostridium. 
Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Planomicrobium 
icrobium koreense 


Sphingopyxis 
6 Sphingopyxis 


ngomonadaceae; 


Lactobacillus mucosae 
acillus mucosae 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thioalkalivibrio 
kalivibrio nitratis 

ae; Thioalkalivibrio. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 


NR_024946.1 


Pseudomonas fragi 


strain ATCC 4973 16S ribosomal RNA, partial sequence 2528225 2529682 Pseudomonas fragi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


608854 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


608854 Bacteria_16S 


albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 


608854 Bacteria_16S 
carbonis strain J 


Bacteria; Actinob 


Streptacidiphilus. 
608854 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


608854 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


608854 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


608854 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


608854 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


608854 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


608854 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


608854 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


608854 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


608854 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


608854 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


608854 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


608854 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


608854 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


608854 Bacteria_16S 


strain AAO8 16S r 
Proteobacteria; A 


608854 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


608854 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


608854 Bacteria_16S 


strain Yo-3 16S r 
Proteobacteria; A 


608854 Bacteria_16S 


strain IFO 16295 
Actinobacteria; A 


2551176 2551088 9 94 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2552622 2552534 9 94 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 
2554183 2554095 9 94 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycetal 
2574222 2574134 9 94 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 
2598867 2598779 9 


94 gi 


ridia; Clostridiales; Peptococcaceae; De 
2606525 2606469 9 63 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2608089 2608005 9 90 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2614273 2614185 9 94 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2621979 2621891 9 94 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2628131 2628043 9 94 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2634145 2634057 9 94 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2659987 2659899 9 94 gi 
16S ribosomal RNA, partial sequence 


nc 
ib 


er 


, 


en 
mi 


ne 
ac 


se 
co 


608854 Bacteria_16S 


en 


ia 


es; 


es; 


es; 


nce 


’ 


e 


ia; 


e 
illus 


quenc 


venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 


219857343 
partial 
Baci 
219857342 
25518 
Stre 


219857341 
ce 25534 
Stre 


219857285 
ue 
ia; Desulf 
219857269 
16S ribosomal RNA, partial sequence 2598095 25994 
sulfotomacul 
219857264 
26057 
rionales 
219857263 
1 sequen 
Ocea 
219857256 
2613469 26150 
Desulfov 
219857251 
ce 26212 
crobium. 
219857246 
26273 


219857236 


e 


ccaceae; 
219857217 
26592 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


ref 
sequ 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


ref|NR_024916.1 
2573428 257495 
ovibrionales; De 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 

um. 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Desulfovibrio. 
ref|NR_024881.1| Planomicrobium 

00 2622680 Planomicrobium mcmeekinii 


Desulfovibrio 

ovibrio burkinensis 

aceae; Desulfovibrio. 
Neptunomonas 

7 Neptunomonas 

eptunomonas. 
Desulfovibrio senezii 

senezii Bacteria; 


ref |NR_024876.1 
22 2628862 Gracil 


Gracilibacillus 
ibacillus halotolerans 


ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref|NR_024845.1 
38 2660707 Kribbe 


Planomicrobium 
1 Planomicrobium 


Kribbella sandramycini 
lla sandramycini 


acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

2664324 2664236 9 94 gi|219857214|ref|NR_024842.1| Streptococcus 
ain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
C 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2665886 2665798 9 94 gi|219857213|ref|NR_024841.1| Streptococcus 
ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2673427 2673339 9 94 gi| 219857207 |ref|NR_024835.1| Lactobacillus 
rain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
cteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

2695746 2695658 9 94 gi|219857191|ref|NR_024819.1| Saccharibacter 
S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 

2706474 2706386 9 94 gi|219857184|ref|NR_024812.1| Exiguobacterium 
ain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
teria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 

2709436 2709380 9 63 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
ibosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

2721458 2721402 9 63 gi|219857174|ref|NR_024802.1| Sulfurovum 
rain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
cteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

2746892 2746804 9 94 gi|219857156|ref|NR_024784.1| Rhodococcus 
ain A1l-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
dococcus. 

2761799 2761711 9 94 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
ibosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

2770818 2770730 9 94 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

2772356 2772268 9 94 gi|219857136|ref|NR_024764.1| Streptomyces 


2771601 2773083 Streptomyces 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


608854 Bacteria_16S 


strain JCM 9920 1 


glycanilyticus st 
glycanilyticus Ba 


608854 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


608854 Bacteria_16S 


minutisporangium 


Streptomyces. 
2773891 2773803 9 


a 
94 gi 
Stre 
2778524 2778436 9 94 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2794957 2794869 9 94 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
2797893 2797805 9 94 gi 
strain IFO 15962 16S ribosomal RNA, pa 


6S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
608854 Bacteria_16S 


219857135 
746 
ptomycinea 
219857131 
equence 
acillaceae 
219857120 
sequence 

idiales; C 
219857118 
rtial sequ 


Streptomy 


ref|NR_024763.1 
e; Streptomyceta 
ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref|NR_024748.1 

2794179 279557 
lost 
ref 
ence 


NR_024746.1 
279714 


cineae; 


Streptomyces peucetius 


19 Streptomyces peucetius Bacteria; 


ceae; Streptomyces. 
Paenibacillus 
8 Paenibacillus 


Alkaliphilus 
1 Alkaliphilus 


ridiaceae; Alkaliphilus. 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 


608854 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae; 


Alphaproteobacter 


608854 Bacteria_16S 


strain 71 16S rib 


osporangiaceae; Cryptosporangium. 


2810040 2809984 9 63 gi 


2825086 2825030 9 
osomal RNA, partial sequence 


63 gi 


219857110 


2809318 2810728 Asaia 


; Asaia. 
219856907 


2824364 28257 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
608854 Bacteria_16S 2837297 2837209 9 94 gi| 219856899 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillace 
608854 Bacteria_16S 2843325 2843237 9 94 gi| 219856895 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomycetaceae; Kitasatospora. 

608854 Bacteria_16S 2846451 2846363 9 94 gi| 219856893 
strain ATCC 700697 16S ribosomal RNA, partial sequence 28456 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 
608854 Bacteria_16S 2858889 2858801 9 94 gi| 219856885 
strain ATCC 49968 16S ribosomal RNA, partial sequence 28581 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
608854 Bacteria_16S 2871276 2871188 9 94 gi| 219856877 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 28720 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 2876018 2875930 9 94 gi| 219856874 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 28767 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 2877600 2877512 9 94 gi| 219856873 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimic 
608854 Bacteria_16S 2879164 2879076 9 94 gi| 219856872 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacil 
Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 2882283 2882195 9 94 gi| 219856870 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 28830 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 2924895 2924807 9 94 gi| 219856840 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 29254 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
608854 Bacteria_16S 2927791 2927707 9 90 gi| 219856838 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
608854 Bacteria_16S 2935303 2935219 9 90 gi| 219856833 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial seq 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 
608854 Bacteria_16S 2936783 2936727 9 63 gi| 219856832 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodosp 
Acidiphilium. 

608854 Bacteria_16S 2945943 2945855 9 94 gi| 219856826 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillace 
608854 Bacteria_16S 2962470 2962382 9 94 gi|219856815 
strain 176 16S ribosomal RNA, partial sequence 2961676 29631 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
608854 Bacteria_16S 2964019 2963931 9 94 gi|219856814 


strain STR Tl 16S 
Firmicutes; Lacto 


ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 


occus. 


ref 
sia 


NR_024738.1 
mensis Bacte 
ref |NR_024728.1 
raceae; Asaia. 
ref|NR_024718.1 
2836503 283790 
ae; Lactobacillu 
ref|NR_024714.1 
2842551 284406 
ales; Streptomyc 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 


ref|NR_024696.1 


ref|NR_024693.1 


ref|NR_024692.1 

2876799 287831 
robium. 
ref |NR_024691.1 
lus flexus Bacte 


ref|NR_024689.1 


ref|NR_024659.1 
69 Streptococcus 


ref|NR_024657.1 
2927022 292847 
irillales; Marin 
ref |NR_024652.1 
uence 293453 
Oceanospirillale 
ref|NR_024651.1 

2936039 293748 
irillales; Aceto 


ref|NR_024645.1 

2945130 294667 
ae; Lactobacillu 
ref|NR_024634.1 
71 Streptococcus 


ref 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Lactobacillus 
8 Lactobacillus 
Ss. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Mogibacterium vescum 
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Streptococcus porcinus 
porcinus Bacteria; 
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Streptococcus canis 


2963222 2964720 Streptococcus canis Bacteria; 


ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCCAGGG 
AGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTCGC 
CAAGCCGCGAGGTGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCACTCTGCAACTCGAGTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCAT 
GCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCAC 
GGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNCGAGCTGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCTGGGAA 
ACTGGGTCTAATACCGGATGCGACCGGCTCCTGCATGGGGTGTCGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATG 
GCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
GCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTTACGTGACGGTACCTGCAGA 
AGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCT 
GTCGTGAAAGCCCACGGCTTAACCGTGGGTCTGCGGTGGATACCGGCAGAC TAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGAT 
ATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGTTGGGCGCTAGGTGTGGGGTTCTTCCACGGATTCCGCGCCGTAACTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATTGCCGGAAAACTCCGGAGATGC 
GGGGTCCTTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTG 
CCAGCACGTATATGGTGGGGACTCATGGGAAACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCGAAC 
ATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAATCTGCAACTCGACTTCCTGAAGT 
CGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTTCCGGGCCTTGTACACACCGCCCGTCACCTCACGAAAGTCAGCAACACCCGAAGCCCG 
TGGCCCAACCCGCAAGGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGAATCGTAACAAGGAACCCTACCGGAAGGGCGGTTGATAACTTCTTTTNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAG 
CGGTAGAGAGGNGCTTGCACCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTAATACCG 
CATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGA 
TCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTTACCTAATACGTATCTGTTTTGACGTTACCGAC 
AGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGTTAAG 
TTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACGAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTA 
GATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTC 
AAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGAT 
GGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTT 
AGTTACCAGCACGTCATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTAC 
ACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTG 
AAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGT 
AGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 
AAGCTTGGATCCCGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNBACTRATGGCGGCGTGCCTAATACATGCAAGTCGAACGC 
ATTGTGGTTGAAATGATATGAAGAACTTGTTCAGATTTGATTTTCAACATTGCAATGAGTGGCGAACGGGTGAGTAACACGTGGGAAACCTACCTCTTAGCAGGG 
GATAACATTTGGAAACAAATGCTAATACCGTATAATAATTAAAACCGCATGGTTTTAGTTTAAAAGATGGTCTTGCTATCACTAAGAGATGGTCCCGCGGTGTAT 
TAGTTAGTTGGTGAGGTAATGGCTCACCAAGACAATGATACATAGCCGAGTTGAGAGACTGACCGGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGA 
GGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGTGTGATGAAGGGTTTCGGCTCGTAAAACACTGTTGTAAGAGAAGAATG 
ACATTGAGAGTAACTGTTCAATGTGTGACGGTATCTTACCAGAAAGGAACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTTCCAAGCGTTATCCGGA 
TTTATTGGGCGTAAAGCGAGCGCAGACGGTTATTTAAGTCTGAAGTGAAAGCCCTCGGCTCAACCGAGGAATTGCTTTGGAAACTGGATAACTTGAGTGCAGTAG 
AGGAAAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGTTGAGGCTCGAAAG 
TGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACGATGAGTGCTAGTTGTTCGAGGGTTTCCGCCCTTGAGTGACGAAGCTAACGCATTAA 
GCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAGGTCTTGACATCCTTTGACCACTCCAGAGATGGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCATCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTTAGTTGGGCACTCTAGCAAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGAT 
GACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCAAGTACAACGAGTCGCCAACCCGCGAGGGTGCGCAAATCTCTTAAAGCTTG 
TCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACAC 
CGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGAGGTAACCTTTTATTAGGAGCCAGCCGCNTAAGGTGGACAGATGATTAGGGNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTTTTCTTTCACCGGAGC 
TTGCTCCACCGAAAGAAAAAGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAAC 
AATTGGAACCGCATGGTTCTAATTTGAAAGACGCTTTCGGGTGTCACTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCA 
CGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAG 
TCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAACTGTTCRTCCCTTGACGGTATC 
TAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTT 
AAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGC 
GTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCATTCTGG 
AGACAGAACTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
TGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCT 
ACACACGTGCTACAATGGGAAGTACAACGAGTCGCGAAGTCGCAAGGCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACA 
TGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGTAAACACCCGAA 
GCCGGTGAGGTAACCTTTTGGAGCCAGCCGTATAGGGGGTT TAGAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACG 
CTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGTCTTGGCNAATGATTTTAGGTGCTTGCACTTGAAAGATTTGACATTGAGACGAGTGGCGAACTGGTGAGT 
AACACGTGGGTAACCTGCCCTTGAAGTAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAACCAAAACCACCTGGTTTTGGTTTAAAAGACGGCTTC 
GGCTGTCACTTTAGGATGGACCCGCGGCGTATTAGCTTGTTGGTAAGGTAACGGCCTACCAAGGCAATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATT 
GGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGGTTTC 
GGCTCGTAAAACTCTGTTGTTGGAGAAGAACCGTTGTCAGAGCAACTGTTGACAGCTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGT 
GCATCGGAAACCGGGAGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTG 
TCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTT 
TCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 


608854 Bacteria_16S 
strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 


608854 Bacteria_ 
europaeus strain 
Bacteria; 
608854 Bacteria_ 
thiosulfatigenes 
thiosulfatigenes 
608854 Bacteria_ 


cylindrosporum st 
cylindrosporum Ba 
608854 Bacteria_16S 
strain DS1 16S ri 
Clost 
608854 Bacteria_16S 


Firmicutes; 


strain M-29c 16S 
Firmicutes; 


strain S369-98-1 
Firmicutes; 
Proteobacteria; 
strain 1607-97 16 


Firmicutes; 


Bacteria; 


Hyphomicrobium. 


608854 Bacteria_16S 
617-93 16S riboso 


Bacillales; Bacil 


608854 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


608854 Bacteria_16S 
orientis strain D 
Firmicu 
608854 Bacteria_16S 


Bacteria; 


strain CE2203 16S 
Proteobacteria; 


strain ATCC 70062 
Firmicutes; 


strain CCUG 32789 


Bacteria; Actinob 


Actinomyces. 


608854 Bacteria_16S 
train Z-7935 16S ribosomal RNA, partia 
Deltaproteoba 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


608854 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


608854 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial se 
Clostridial 


paludosum strain 
paludosum Bacteri 


608854 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


608854 Bacteria_16S 
carbinolicum stra 


carbinolicum Bact 


608854 Bacteria_16S 


Proteob 


Lacto 
608854 Bacteria_16S 


Lacto 
608854 Bacteria_16S 
strain 4-87 16S r 
G 
608854 Bacteria_16S 


Lacto 
608854 Bacteria_16S 
intermedius strai 
Proteob 
608854 Bacteria_16S 
methylovorum stra 
methylovorum Bact 


G 
608854 Bacteria_16S 


Lacto 
608854 Bacteria_16S 


ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
3064444 3064356 9 94 gi 
bacillales; Streptococcaceae; 
3073255 3073167 9 94 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3091358 3091270 9 94 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3118421 3118333 9 

n TF2 16S ribosomal RNA, 
acteria 


gi 


94 gi 


3125952 3125864 9 
in DSM 
eria; 


94 gi 


P 


3140837 3140749 9 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; 
3142396 3142308 9 94 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3154553 3154465 9 

SM 765 
tes; Clostridia; Clostridiales; 
3172827 3172739 9 94 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; 
3180367 3180279 9 94 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3224472 3224384 9 94 gi 
A 16S ribosomal RNA, partial sequence 


94 gi 


gi 
Incertae 


94 gi 


gi 


3244227 3244139 9 94 gi 
acteria; 
rio. 


Proteobacteria; 


3275796 3275708 9 94 gi 
ridia; Clostridiales; 
3278824 3278736 9 


Eubacteriaceae; 
94 gi 


Firmicutes; Clostridia; 
3280343 3280255 9 


a; 
94 gi 
ridia; Clostridiales; 
3281862 3281774 9 


Eubacteriaceae; 
94 gi 


Firmicutes; Clostridia; 
3283386 3283298 9 94 


eria; 


gi 


complete sequ 
Alphaproteobacteria; Rhodospi 


5458 16S ribosomal RNA, partial 
roteobacteria; Alphaproteobacte 


16S ribosomal RNA, partial sequ 
Peptoc 


acteria; Actinobacteridae; Actinomycet 


in DSM 2925 16S ribosomal RNA, partial 
Clostrid 


3037737 30392 
Vagococcu 


s. 
219846879 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptoc 


occus. 
219846873 


3072467 30738 


Balneatri 
219846861 


3090574 30919 
Ignavigranu 


m. 
219846843 
ence 31176 
rillales; 
219846838 
sequence 
ria; Rhizo 


219846828 


3140051 3141558 Gemel 
Gemel 


la 
219846827 


3141609 31431 


Sedis; 
219846819 
ence 31537 
occaceae; 

219846806 


3172065 31735 
Chro: 


matiaceae; 
219846801 
31795 


219846771 
32236 
ales; Acti 
219846758 
1 sequence 


cteria; De 


219846737 


6S ribosomal RNA, partial sequence 3275046 32765 


Acetobacte 
219846735 
quence 

es; Eubact 
219846734 


6S ribosomal RNA, partial sequence 3279583 32810 


Acetobacte 
219846733 
sequence 
iales; Eub 
219846732 


wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 


ref |NR_026471.1 
27 Streptococcus 
ref|NR_026465.1 


x. 


ref |NR_026453.1 


ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


w 


ref 
lab 


NR_026420.1 
ergeri Bacte 


ref|NR_026419.1 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026398.1 


Thiorhodococcu 
ref |NR_026393.1 
83 3181087 Fackla 


ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


ref|NR_026350.1 
3243444 324494 
sulfovibrionales 
ref |NR_026329.1 
rium. 
ref |NR_026327.1 

3278074 327953 


eriaceae; Acetob 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
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608854 Bacteria_16S 


strain DSM 286 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
608854 Bacteria_16S 


Coriobacterium. 


3531808 3531720 9 


Clostridiace 
3533254 3533166 9 


Clostridiales; 
3550333 3550245 9 


94 


94 


94 


94 


94 
35 
Sarc 
94 


ae; 


Clostrid 
94 


219846591 
sequenc 


gi 


gi|219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846585 
sequence 
Actinomyc 


gi 


gi|219846578 


DSM 20642 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


Coriobac 


gi| 219846555 
31057 3532455 Sarci 
ina. 
gi|219846554 
3532506 35339 
iaceae; Sarcina. 

gi|219846543 


paraputrificum strain ATCC 25780 16S ribosomal RNA, partial seque 


paraputrificum Bacteria; 


608854 Bacteria_16S 


liquefaciens strain IFO 12388 16S ribosomal RNA, partial 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Gluconacetobacter. 
608854 Bacteria_16S 


Firmicutes; 
3554926 3554838 9 


3570054 3569998 9 


Clostridia; 


94 


63 


Clostridiales; C 

gi|219846540 
sequence 
Rhodo 


gi|219846529 


strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Acetobacter subgen. Acetobacter. 


608854 Bacteria_16S 


3580547 3580459 9 


94 


gi| 219846522 


thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 


4004 Salinicoccus 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Streptomycineae; 


ref|NR_026323.1 


ref|NR_026322.1 


ref|NR_026314.1 


ref|NR_026311.1 


ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026305.1 


ref |NR_026267.1 
41 Salimicrobium 


ref |NR_026225.1 


341641 


ref|NR_026204.1 


ref|NR_026203.1 
3447437 344895 


ref |NR_026184.1 


ref|NR_026183.1 
e 3476498 347797 
Coryne 


ref|NR_026178.1 
99 Streptomyces 
Streptomyceta 


4870 
etales; 


ref|NR_026170.1 
3496207 349764 
teriales; Coriob 


ref |NR_026147.1 
na maxima Bacter 


ref|NR_026146.1 


ref |NR_026135.1 
nce 354957 
lostridiaceae; C 
ref |NR_026132.1 

3554185 355566 
spirillales; Ace 


ref|NR_026121.1 
3569313 357079 
Acetobacteraceae 


Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 
Acetobacterium. 


Clostridium pascui 


40 Clostridium pascui Bacteria; 
Clostridium. 


Blautia 


sequence 3297885 3299342 Blautia 
Clostridiales; Blautia. 


Salinicoccus roseus 


roseus Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; 


Georgenia. 
Salimicrobium album 
album Bacteria; 


Actinomyces 
6 3417841 Actinomyces 


Actinomycineae; 


Clostridium viride 


86 Clostridium viride Bacteria; 
Clostridium. 


Streptomyces 
2 Streptomyces 


Streptomycineae; 


Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Coriobacterium 
1 Coriobacterium 
acterineae; 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Clostridium 

2 3551038 Clostridium 
lostridium. 
Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
; Acetobacter; 


ref|NR_026114.1 
3579840 358126 


Roseococcus 
5 Roseococcus 


thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Roseococcus. 


608854 Bacteria_16S 
pasteurianus stra 
pasteurianus Bact 


Acetobacter. 


608854 Bacteria_16S 


strain NCIMB 629 
Firmicutes; 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
608854 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


608854 Bacteria_16S 


chlororespirans s 
chlororespirans B 


608854 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


608854 Bacteria_16S 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 


608854 Bacteria_16S 


strain FD 25934 1 


Actinomadura. 


608854 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


608854 Bacteria_16S 


strain IFO 14679 
Actinobacteria; A 
Actinomadura. 


608854 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


608854 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


608854 Bacteria_16S 


AS145 16S ribosom 


Bacil 
608854 Bacteria_16S 
paracochleata str 
paracochleata Bac 
Streptomycetaceae 
608854 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 
608854 Bacteria_16S 


3591411 3591355 9 63 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
3609774 3609686 9 94 gi 
lales; Planococcaceae; Planococcus. 
3641425 3641337 9 94 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3642950 3642862 9 94 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3644482 3644394 9 94 

S ribosomal RNA, partial sequence 


e; 


, 


s 


, 


gi 


Stre 
3681143 3681087 9 63 gi 
215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
3685602 3685514 9 94 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3721706 3721618 9 94 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
S; 


se 
ri. 


ce 
al 


3724762 3724674 9 94 gi 
rain A-184 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 

3727676 3727588 9 


se 
ae 


94 gi 


Strept 
3730585 3730497 9 94 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 

3732043 3731955 9 


se 
Ac 


94 gi 


Firmicutes; Clostridia; Clostridia 
3776817 3776761 9 63 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 


dus. 


eria; 


nc 
ob 


3788824 3788736 9 
al RNA, partial sequence 


94 gi 


219846515 
s 
a8 


219846499 
16S ribosomal RNA, partial sequence 3608971 36104 


219846478 
qu 


219846477 


219846476 
3643713 36451 
omycinea 
219846450 


pt 


219846420 


219846418 


219846416 
6S ribosomal RNA, partial sequence 3726957 372 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846414 


219846413 
16S ribosomal RNA, partial sequence 3731323 37327 


ctinobacteridae; Actinomycetales; Streptosporang 
3763371 3763287 9 90 gi| 219846390 
in ATCC 19171 16S ribosomal RNA, partial sequenc 


219846379 


219846371 
3788062 3789489 Ehrli 


equence 
a; 


ence 


equence 


Actinomyc 


36803 


quence 
diales; 


37209 
es; 


quence 
Acti 


: no 


83 


osporang 


quence 
tinomyce 


les; Lac 


e 37759 
acterale 


Rhodo 


Actinomycet 


Flavoba 
219846447 


Cory 


ref|NR_026107.1 
3590670 359214 
spirillales; Ace 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


ref|NR_026070.1 
3640656 364213 
ales; Strept 


Kitasatospora 
0 Kitasatospora 
omycineae; 


ref|NR_026069.1| Kitasatospora 
3642181 3643662 Kitasatospora 
etales; Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Polaribacter 
bacter filamentus 
ribacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
ref|NR_026011.1| Mycobacterium 
52 3722442 Mycobacterium hassiacum 
nebacterineae; Mycobacteriaceae; 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref |NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref|NR_026038.1 
3684807 368631 
Peptococcaceae; 


ref|NR_026009.1 
3724040 372545 
mycetales; Strep 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura macra 
macra Bacteria; 
nosporaceae; 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomo 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


Actinocorallia 
2 Actinocorallia 
orangineae; 


Actinomadura coerulea 
coerulea Bacteria; 
nosporaceae; 


ref|NR_026004.1 
31 Actinomadura 
ineae; Thermomo 


ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


Butyrivibrio 

4 Butyrivibrio 
tyrivibrio. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Ehrlichia muris strain 
ria; Proteobacteria; 


ref 
chia 


NR_025962.1 
muris Bacte 


Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

608854 Bacteria_16S 3790308 3790220 9 94 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

608854 Bacteria_16S 3793375 3793319 9 63 gi|219846368|ref|NR_025959.1| Polaribacter 
franzmannii strain 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polaribacter franzmannii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

608854 Bacteria_16S 3797910 3797822 9 94 gi|219846364|ref|NR_025955.1]| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

608854 Bacteria_16S 3802381 3802325 9 63 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 


Proteobacteria; E 


psilonproteobacteria; Campylobacterale 


S; 


608854 Bacteria_16S 
ATCC 35205 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


3829941 3829853 9 94 gi 


219846342 


Helicob 


cobacter. 
Heliobacterium chlorum 


acte 
ref 


raceae; Heli 


ridia; Clostridiales; Heliobacteriaceae; 


Helioba 


NR_025932.1 


3829173 3830684 Heliobacterium chlorum Bacteria; 


cterium. 


608854 Bacteria_16S 
F275 16S ribosoma 
Lactobacillales; Lactobacillaceae; 
608854 Bacteria_16S 3872240 3872152 9 
strain 2917B 16S 
Firmicutes; Bacil 
608854 Bacteria_16S 

strain ATCC 10379 16S 
Bacteria; Firmicutes; 
608854 Bacteria_16S 

muriaticus strain X-l 
Bacteria; Firmicutes; 
608854 Bacteria_16S 

strain IFO 15965 


3861572 3861484 9 


ribosomal RNA, partial 


3873827 3873739 9 


3897122 3897034 9 


Lactobacillales; 
3903065 3902977 9 


608854 Bacteria_16S 3906181 3906093 9 
oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 

608854 Bacteria_16S 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; 
608854 Bacteria_16S 


teria; Proteobacteria; 


3924308 3924220 9 


Streptomyces. 
3925889 3925801 9 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobac 


Streptomycetaceae; 
608854 Bacteria_16S 
strain RL-34 16S 


Streptomyces. 
3929050 3928962 9 
ribosomal RNA, 


608854 Bacteria_16S 
okeanokoites stra 
okeanokoites Bacteria; 
608854 Bacteria_16S 

strain Karp 16S r 


3930633 3930545 9 


Firmicutes; Bacil 
3934985 3934929 9 
ibosomal RNA, partial s 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


608854 Bacteria_16S 3942248 3942192 9 


1 RNA, partial sequence 


lales; Bacillales Family XI. 


ain L-1 16S ribosomal RNA, 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family XI. 


94 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


94 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


94 


94 


ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 


94 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


in IFO 12536 16S ribosomal RNA, partia 


teridae; Actinomycetales; 

94 gi|219846275|ref|NR_025865.1 

3928271 3929800 Streptomyces 
Streptomycineae; Streptomyceta 

94 gi|219846274|ref|NR_025864.1 
1 sequence 3929851 393132 

lales; Planococcaceae; Planomicrobium. 

63 gi|219846270|ref|NR_025860.1 


equence 


63 


strain OP 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


608854 Bacteria_16S 3943709 3943653 9 


organovorum strain TFC 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhodospi 


Bacteria; Proteob 
608854 Bacteria_16S 
strain Lhet2 16S 


3946629 3946573 9 
ribosomal RNA, partial 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


608854 Bacteria_16S 3948094 3948038 9 


63 


63 
sequence 


63 


strain KLB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


608854 Bacteria_16S 3949551 3949495 9 


63 


strain 101 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


608854 Bacteria_16S 3960077 3959989 9 


94 


IAM 12464 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Bacillus. 
608854 Bacteria_16S 3995365 3995277 9 
strain SW-161 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
608854 Bacteria_16S 3996856 3996768 9 
seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


608854 Bacteria_16S 3998350 3998262 9 


donghaensis strain SW-132 16S ribosomal RNA, partial sequ 
ria; Proteobacteria; Alphaproteobacter 


donghaensis Bacte 
Porphyrobacter. 
608854 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 
608854 Bacteria_16S 4017866 4017782 9 
strain SW-154 16S ribosomal RNA, partial 


4001272 4001184 9 


94 
sequence 


Sphingomonadales; 


94 


SW-135 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteri 


94 


94 


SW-151 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteri 


90 
sequence 


Proteobacteria; Gammaproteobacteria; Kangiella. 


complete sequence 
Gammaproteobacteria; 


94 gi|219846321|ref|NR_025911.1 
3860745 3862279 Lactobacillus reuteri 
Lactobacillus. 
94 gi|219846314|ref|NR_025904.1 
sequence 3871442 38729 

Incertae Sedis; Gemella. 

94 gi|219846313|ref|NR_025903.1 
3873028 3874564 Gemell 


Sedi 
ref 


Incertae 

219846297 
38963 
Tetragenococc 
219846293|ref 


gi 


gi 


Crypto 


gi| 219846291 |ref 


219846278|ref 
lete sequence 
Actinomycet 


gi 
comp 


219846277 
complete 


gi ref 


3934247 39357 
kettsiaceae; 
gi|219846264|ref 
3941522 39429 
Acetobacte 
219846263 
e 39429 
rillales; 

gi|219846261 
3945905 39473 
Acetobacte 
gi|219846260 
3947368 39487 
Acetobacte 
gi|219846259 
3948831 39502 
Acetobacte 
gi|219846252 
3959295 39607 


race 
gi ref 
Acet 
ref 


race 
ref 


race 
ref 


race 
ref 


gi| 219846228 |ref 
3994645 39960 
Erythrobac 


219846227 


tera 
gi 


a; Sphingomona 
219846226 
ence 

ia; 


gi 
Sphingomon 


219846224 |ref 


gi 


a; Sphingomona 


31 3897842 Tetra 


3905392 39069 
Pseudomonadales; 


sequence 39251 


34 Acidiphilium 


85 3944397 Acidip 


80 Acidiphilium 


85 Erythrobacter 


3996136 39 


3997630 39 


4000552 40019 


Ss; Gemella. 
NR_025887.1 


us. 
NR_025883.1 


sporangiacea 
NR_025881.1 
1 


Pse 


NR_025868.1 

392352 
ales; Strept 
NR_025867.1 
1 


NR_025854.1 


ae; Acidiphi 
NR_025853.1 


obacteraceae 
NR_025851.1 


ae; Acidiphi 
NR_025850.1 


ae; Acidiphi 
NR_025849.1 


ae; Acidocel 
NR_025842.1 


77 Bacillus firmus Bacteria; 


NR_025818.1 


ceae; Erythr 
NR_025817.1 
9757 
dales; Eryth 
NR_025816.1 
9906 


adales; Eryt 


NR_025814.1 
9 


dales; Sphin 


219846211|ref 


gi 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Tetragenococcus 


genococcus muriaticus 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Pseudomonas 

8 Pseudomonas 

udomonadaceae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 


Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Planomicrobium 
2 Planomicrobium 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 
Rickettsieae; 


Orientia. 
Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidiphilium cryptum 


17 Acidiphilium cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Bacillus firmus strain 
Firmicutes; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


NR_025801.1 


Kangiella aquimarina 


4017086 4018581 Kangiella aquimarina Bacteria; 


608854 Bacteria_16S 4026997 4026909 9 94 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

608854 Bacteria_16S 4043755 4043667 9 94 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

608854 Bacteria_16S 4076859 4076771 9 94 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

608854 Bacteria_16S 4110065 4109977 9 94 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
608854 Bacteria_16S 4111631 4111543 9 94 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
608854 Bacteria_16S 4131371 4131283 9 94 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

608854 Bacteria_16S 4165446 4165358 9 94 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

608854 Bacteria_16S 4169927 4169839 9 94 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

608854 Bacteria_16S 4191387 4191299 9 94 gi| 219846081 |ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

608854 Bacteria_16S 4192909 4192821 9 94 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

608854 Bacteria_16S 4201801 4201713 9 94 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

608854 Bacteria_16S 4203299 42032119 94 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
608854 Bacteria_16S 4207868 4207780 9 94 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

608854 Bacteria_16S 4209392 4209304 9 94 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

608854 Bacteria_16S 4218554 4218466 9 94 gi| 219846062 |ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

608854 Bacteria_16S 4224663 4224575 9 94 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

608854 Bacteria_16S 4242707 4242619 9 94 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

608854 Bacteria_16S 61407 61352 9 62 gi|265679023|ref|NR_029331.1]| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

608854 Bacteria_16S 215336 215250 9 92 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

608854 Bacteria_16S 294293 294238 9 62 gi|265678864|ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

608854 Bacteria_16S 310995 310940 9 62 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

608854 Bacteria_16S 315536 315481 9 62 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 


strain 2678 16S ribosomal RNA, partial sequence 


314818 316231 Rickettsia canadensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 


group. 


608854 Bacteria_16S 
strain MK (Kaplan 


fever group. 


608854 Bacteria_16S 
bajacaliforniensi 
bajacaliforniensi 
608854 Bacteria_16S 
rhizophila strain 
Proteob 


Bacteria; 


608854 Bacteria_16S 
strain CK74 16S r 
Clost 


Firmicutes; 


608854 Bacteria_16S 


strain TOD45 16S 
Firmicutes; 


608854 Bacteria_16S 


strain RSA19 16S 
Firmicutes; 


608854 Bacteria_16S 


histaminiformans 
histaminiformans 


608854 Bacteria_16S 
strain OK-1 16S r 
G 


Proteobacteria; 


608854 Bacteria_16S 
strain SB2B 16S r 
G 
608854 Bacteria_16S 
strain R 16S ribo 


Proteobacteria; 


fever group. 


608854 Bacteria_16S 


smaragdinae DSM 1 


11293 Bacteria; S 


608854 Bacteria_16S 


AT1047 16S riboso 


Flavobacteria; Fl 


608854 Bacteria_16S 


strain AT1013 16S 


Bacteroidetes; Fl 


608854 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


608854 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


Bacil 


Bacil 


317000 316945 9 62 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 

) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

485007 484952 9 62 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
s strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
s Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

638753 638698 9 62 gi|265678625|ref|NR_028930.1| Stenotrophomonas 

e-pl10 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 

684048 683993 9 62 gi| 265678593 |ref|NR_028898.1| Clostridium acidisoli 
ibosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

700793 700738 9 62 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

702277 702190 9 94 gi|265678581|ref|NR_028886.1| Paenibacillus graminis 
ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

735615 735560 9 62 gi| 265678558 |ref|NR_028862.1| Allisonella 
strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

1010115 1010060 9 62 gi|265678371|ref|NR_028673.1| Shewanella algae 
ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1011665 1011610 9 62 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1129702 1129647 9 62 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
somal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

1169043 1168988 9 62 gi|228719827|ref|NR_027585.1| Spirochaeta 
1293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
pirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

1273275 1273220 9 62 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
mal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Sejongia. 

1274697 1274642 9 62 gi|219846219|ref|NR_025809.1| Sejongia antarctica 

ribosomal RNA, partial sequence 1273959 1275312 Sejongia antarctica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

1356747 1356692 9 62 gi|228720131|ref|NR_027589.1| Clostridium 
ain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1429217 1429162 9 62 gi|224581439|ref|NR_027221.1| Lysobacter 
in USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
eria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

1464186 1464131 9 62 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
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sequence 
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62 


62 
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strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 


1463419 14648 
Clostridiales Family XIII. 
gi 
1498269 1499735 Caton 
ridia; Clostridiales; Lachnospiraceae; 
608854 Bacteria_16S gi 
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gi 
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gi 
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ref 


diversum Bacteria; 
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Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 


NR_025577.1 


Thermomonas fusca 


608854 Bacteria_16S 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 
auripigmenti Bacteria; 
608854 Bacteria_16S 

limicola strain GolChil 16S ribosomal 


limicola Bacteria; 


Thermomonas. 


608854 Bacteria_16S 


strain L1/68 16S 
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Firmicutes; 


Pseudoxanthomonas. 


608854 Bacteria_16S 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 
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Stenotrophomonas. 


608854 Bacteria_16S 
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1693189 1693134 9 
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1830110 1830055 9 


1850076 1850021 9 
Proteobacteria; 


1927486 1927431 9 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
608854 Bacteria_16S 
strain BM5 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
608854 Bacteria_16S 


1967027 1966941 9 


1968546 1968491 9 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family xX. 
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Proteobacteria; 
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RNA, 
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Proteobacteria; 
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complete sequence 
Proteobacteria; Betaproteobacteria; 
608854 Bacteria_16S 
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62 gi 
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16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
608854 Bacteria_16S 
strain 63 16S ribosomal RNA, partial sequence 
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62 gi 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial 
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Thermomonas. 
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Bacteria; 


Proteobacteria; 


2298741 2298686 9 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
608854 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
608854 Bacteria_16S 


2318382 2318327 9 


2319974 2319919 9 


Gammaproteobacteria; 


62 gi 


62 gi 


62 gi 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial 


acidaminiphila Bacteria; 


Stenotrophomonas. 


608854 Bacteria_16S 
strain BG29 16S ribosomal RNA, partial sequence 
Clostridia; 
608854 Bacteria_16S 

strain LMG11607 16S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteriaceae 


Firmicutes; 


Bacteroidetes; 


Flavobacteria; 
608854 Bacteria_16S 


Proteobacteria; 
2337925 2337840 9 


Clostridiales; 
2407843 2407788 9 


2548173 2548118 9 


Flavobacteriales; 


Gammaproteobacteria; 


91 gi 


62 gi 


62 gi 


meridiei strain S10 16S ribosomal RNA, partial sequence 


Bacteria; 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


608854 Bacteria_16S 
strain IST7 16S ribosomal RNA, partial sequence 
Spirochaetales; 
608854 Bacteria_16S 


Spirochaetes; 


Firmicutes; 
608854 Bacteria_16S 


Bacteria; 


Clostridia; 
2625044 2624989 9 


2694381 2694326 9 


2844894 2844839 9 


CMN3 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia bur 
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Bacteria; 


2852671 2852616 9 


2923394 2923339 9 


Clostridiales; 


Peptoc 


62 gi 


strain RP5557 16S ribosomal RNA, parti 


Proteobacteria; Gammaproteobacteria; X 


62 gi 


62 gi 


2844116 2845615 Borre 


62 gi 


16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Xanthomo 
608854 Bacteria_16S 
japonensis strain 12-3 16S ribosomal RNA, partial sequence 


62 gi 


Clostridiales; 


Incertae Sedis; 


2091488 20930 
Shewanellac 


2297982 22993 


2337153 23386 
Heliobacteriaceae; 


2693690 26949 
Spirochaetaceae; Borrelia. 


219878412 


219878316 


219878302 


219878243 


219878217 


219878166 


219878165 
20440 


219878128 


219878126 
sequence 
Xan 
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sequence 
Xan 
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219857455 


219857345 
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al sequenc 


219857192 


219856894 


gdorferi g 
219856889 
28518 
nadales; X 


Peptococcaceae; 


Rhodocyclales; 


Xanthomonadales; 


NR_025551.1| Desulfosporosinus 
1692386 1693917 Desulfosporosinus 
Desulfosporosinus. 
ref|NR_025455.1| Propionivibrio 
1829317 1830847 Propionivibrio 
Rhodocyclaceae; Propionivibrio. 
ref|NR_025441.1] Thermomonas 
1849299 1850798 Thermomonas 
Xanthomonadaceae; 
ref 


NR_025382.1| Ignatzschineria larvae 


1926697 1928210 Ignatzschineria larvae Bacteria; 
Xanthomonadaceae; 


Ignatzschineria. 


ref|NR_025356.1| Thiocapsa litoralis 


66261 1967704 Thiocapsa litoralis Bacteria; 


Chromatiaceae; Thiocapsa. 
219878216|ref|NR_025355.1| Thermicanus aegyptius 
67755 1969180 Thermicanus aegyptius Bacteria; 
Thermicanus. 
219878167 |ref|NR_025306.1| Pseudoxanthomonas 
sequence 2040918 2042439 Pseudoxanthomonas 


Xanthomonadales; Xanthomonadaceae; 


ref|NR_025305.1] Stenotrophomonas 
2042490 2044002 Stenotrophomonas 


Xanthomonadales; Xanthomonadaceae; 


ref|NR_025304.1| Luteimonas mephitis 
53 2045572 Luteimonas mephitis Bacteria; 
Luteimonas. 


ref|NR_025267.1| Shewanella baltica 
18 Shewanella baltica Bacteria; 

eae; Shewanella. 

ref|NR_025265.1] Thermomonas 


2093069 2094546 Thermomonas 
thomonadales; Xanthomonadaceae; 


ref|NR_025119.1| Idiomarina loihiensis 
96 Idiomarina loihiensis Bacteria; 
eae; Idiomarina. 
ref|NR_025105.1] Pseudoxanthomonas 
82 2319121 Pseudoxanthomonas mexicana 
anthomonadaceae; Pseudoxanthomonas. 
ref|NR_025104.1] Stenotrophomonas 
2319172 2320713 Stenotrophomonas 
thomonadales; Xanthomonadaceae; 


ref|NR_025091.1| Heliobacterium undosum 
51 Heliobacterium undosum Bacteria; 
cterium. 
ref|NR_025043.1| Riemerella columbina 
26 Riemerella columbina Bacteria; 

; Riemerella. 
ref |NR_024933.1| Desulfosporosinus 
74 2548878 Desulfosporosinus meridiei 
Desulfosporosinus. 

ref|NR_024878.1] Rhodanobacter 

e 2624254 2625756 Rhodanobacter 
anthomonadales; Xanthomonadaceae; 


ref|NR_024820.1| Borrelia turcica 
59 Borrelia turcica Bacteria; 


219856841 
29226 


ref|NR_024713.1| Borrelia sinica strain 
lia sinica Bacteria; Spirochaetes; 

roup. 

ref|NR_024708.1| Pseudomonas geniculata 
86 2853382 Pseudomonas geniculata 
anthomonadaceae. 

ref|NR_024660.1| Pseudoxanthomonas 


17 2924080 Pseudoxanthomonas japonensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
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608854 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 
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Spirochaetes; Spi 
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Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; S 
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608854 Bacteria 1 
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teria; Proteobacteria; Alphaproteobact 
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coccaceae; Desul 
ref |NR_026042.1 
3678896 368032 
ettsiales; Ricke 


34104 
llaceae; 


quence 
s; Pepto 


ence 
ia; Rick 
ref |NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_025983.1 


1 sequen 
vobacter 


ref|NR_025967.1 


ickettsieae; 


ttsiacea : 


e; R 
NR_025943.1 
3815400 381690 


iales; Halot 


nce 
ria; Chr 
ref|NR_025921.1 

3845748 384718 
ttsiales; Ricket 


uence 
a; Ricke 


ref |NR_025920.1 
38 3848677 Ricket 
kettsiaceae; Ric 


38472 
les; Ric 


ref |NR_025919.1 


ttsiaceae; Rickettsieae; 


ref|NR_025874.1 


Borrelia burgdorferi gro 
ref |NR_025873.1 
lia turdi Bacter 
roup. 


ref |NR_025861.1 


orferi g 


Idi 


n 


P 


Xanth 


Clostridium ultunense 
ltunense Bacteria; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
n 


as. 
Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Dialister pneumosintes 
ter pneumosintes 


Desulfotomaculum 

2 Desulfotomaculum 
fotomaculum. 

Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Riemerella 

0 Riemerella 
eriaceae; Riemerella. 
Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 
Halothiobacillus 

3 Halothiobacillus 
hiobacillaceae; 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 


omarinaceae; Idiomarina. 


Idiomarina seosinensis 


3982735 3984197 Idiomarina seosinensis Bacteria; 


608854 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; 


Bacteroidetes; 


Soehngenia. 


608854 Bacteria_16S 
strain G2 16S rib 


Firmicutes; Bacil 


608854 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; 


roseosalivarius s 


roseosalivarius B 


Hymenobacter. 


608854 Bacteria_16S 
multivorans strai 
multivorans Bacte 
Bur 
608854 Bacteria_16S 
strain F 16S ribo 
Clost 
608854 Bacteria_16S 
pentosovorans str 


Burkholderia; 


Clostridia; 


pentosovorans Bac 


608854 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


608854 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


608854 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


608854 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


608854 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


608854 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


608854 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


608854 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


608854 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


608854 Bacteria_16S 
asymbiotica subsp. 


Enterobacteriales 


608854 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


Sp 
608854 Bacteria_16S 
strain SW-2 16S r 
Sp 
608854 Bacteria_16S 
saccharolytica st 
saccharolytica Ba 


Sp 
608854 Bacteria_16S 


3985011 3984956 9 62 gi 
hingobacteria; Sphingobacteriales; 
4007296 4007241 9 62 


ibosomal RNA, partial sequence 


gi 


acteria; Betaproteobacteria; Burkholde 
238206 238144 9 69 gi 


etaproteobacteria; Burkholderiales; Bu 
239755 239693 9 69 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

241341 241279 9 69 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


gi 
Bu 
249061 


strain Sgl 
Bacteria; 


249003 9 65 gi 
y2 16S ribosomal RNA, parti 
Proteobacteria; Betaproteob. 


256471 256409 9 69 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
369947 369861 9 92 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


400474 400392 9 88 


gi 


; Enterobacteriaceae; Photorhabdus. 


468165 468103 9 69 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


608854 Bacteria_16S 


strain G-16.1 16S 


491299 491213 9 92 gi 
ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 3984248 39856 
Fla 


4006528 40080 


6S ribosomal RNA, partial sequence 237457 23896 


240595 24207 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


467397 46889 


219846235 


mmeovirgac 
219846218 


riales; Bu 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 


265678896 
al sequenc 
acteria; N 


265678891 
ence 25570 
riales; Bu 
265678808 
quence 
eria; Ocea 


265678788 


265678739 


rkholderia 
265678724 


ref 


eae; 
ref 


rkho 
ref 


ceae 
ref 


rkho 


ref 


ceae 


ref 


eiss 


ref 


rkho 
ref 


nosp 


ref 


rtia 


ref 


ceae 
ref 


03 Algoriphagus 


7 240544 Burkh 


2 Burkholderia 


e 248268 24976 


3 257168 Burkh 


369170 37061 


3 Burkholderia 


NR_025825.1 


Roseivirga 
NR_025808.1 


lderiaceae; 
NR_029211.1 
; Burkholder 
NR_029210.1 
° 
lderiaceae; 


NR_029209.1 


; Burkholder 
NR_029204.1 
8 
eriales; Nei 
NR_029199.1 
° 
lderiaceae; 
NR_029113.1 
4 
irillales; H 
NR_029093.1 
1 sequence 


NR_029044.1 


; Burkholder 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 


hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

4072322 4072267 9 62 gi|219846171|ref|NR_025761.1| Soehngenia 
rain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 

4197416 4197361 9 62 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
osomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
lales; Bacillaceae; Anoxybacillus. 

4236718 4236663 9 62 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

18850 18796 9 61 gi|265679051|ref|NR_029359.1| Hymenobacter 
train AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 

20409 20347 9 69 gi|265679050|ref|NR_029358.1| Burkholderia 
n Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
kholderia cepacia complex. 

83864 83776 9 94 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
somal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
ridiales; Ruminococcaceae; Anaerofilum. 

86891 86803 9 94 gi|265679005|ref|NR_029313.1| Anaerofilum 
ain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
teria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

125128 125074 9 61 gi|265678979|ref|NR_029287.1| Nitrospira 
in NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
eria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

234988 234926 9 69 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

236624 236562 9 69 gi|265678904|ref|NR_029212.1| Burkholderia 
n A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 


Burkholderia. 
Burkholderia glumae 


6 Burkholderia glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Microvirgula 
Microvirgula 
sseriaceae; 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Halomonas 
Halomonas 
alomonadaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Burkholderia terricola 


terricola Bacteria; 


ia. 


NR_029029.1 


Halomonas organivorans 


490502 491973 Halomonas organivorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


608854 Bacteria _1 


strain M343/98/2 


strain OS Hl 16S 


6S 673614 673532 9 88 


gi 


6S 688700 688642 9 65 


gi 
eria; Proteobacteria; 
6S 850650 850596 9 61 

ribosomal RNA, partial sequence 


gi 


in NZva20 16S ribosomal RNA, partial s 
Deltaproteobacte 


265678600 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
608854 Bacteria _1 
catecholicum stra 
catecholicum Bact 
608854 Bacteria 1 


265678590 
equence 
ria; 

265678479 


849874 85135 


nomycineae 


Desul 


ref|NR_028905.1| Actinomyces coleocanis 
5 Actinomyces coleocanis Bacteria; 


; Actinomycetaceae; Actinomyces. 
ref|NR_028895.1| Desulfobacterium 
687908 689408 Desulfobacterium 


fobacterales; Desulfobulbaceae. 
ref|NR_028782.1| Heliorestis baculata 
8 Heliorestis baculata Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
608854 Bacteria_16S 885484 885422 9 69 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 


Bacteria; Actinob 


Rathayibacter. 


608854 Bacteria_16S 


strain LMG 18819 
Proteobacteria; 


strain LMG 18106 
Proteobacteria; 


strain LMG 16407 
Proteobacteria; 


B 


B 


B 


893021 892959 9 69 


gi 


894556 894494 9 69 


gi 


896091 896029 9 69 


gi 


906944 906862 9 88 


gi 


acteria; Actinobacteridae; Actinomycet 


ain S'pore Tl 16S ribosomal RNA, parti 


ales; 


265678449 


16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Bu 
608854 Bacteria_16S 
16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Bu 
608854 Bacteria_16S 
16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Bu 
608854 Bacteria_16S 
singaporensis str 


Micr 


ococcineae; Microbacteriaceae; 


ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 


rkholderiaceae; Pandoraea. 

265678448 |ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 

rkholderiaceae; Pandoraea. 

265678447|ref|NR_028749.1| Pandoraea apista 


2 Pandoraea apista Bacteria; 


rkholderiaceae; Pandoraea. 
265678440 |ref|NR_028742.1| Desulforhopalus 
al sequence 906169 907666 Desulforhopalus 


singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

608854 Bacteria_16S 927160 927102 9 65 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

608854 Bacteria_16S 939416 939362 9 61 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 


strain BT-H1 16S 
Firmicutes; Clost 


608854 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


608854 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


608854 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


strain LMG 20598 
Proteobacteria; 


brockii subsp. br 
Thermoanaerobacte 
thailandensis str 
thailandensis E26 
Burkholderia; 
ferrooxidans DSM 
DSM 10331 Bacteri 


Acidimicrobiaceae 


strain STM815 16S 
Bacteria; 


ribosomal RNA, complete sequence 
ridia; Clostridiales; 
979389 979301 9 94 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1061938 1061880 9 65 


gi 


gi 


idetes; Sphingobacteria; 


1276131 1276045 9 92 gi 


1283571 1283509 9 69 


gi 


Heliobacteriacea 


Sap 


758 16S ribosomal RNA, partial sequen 
Sphingobacter 


LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
608854 Bacteria_16S 


938639 94015 
Heliore 


e; 
265678391 


978631 98004 
rospiracea 


265678336 
ce 10611 
iales; 
219846179 
ce 12753 
irillales; 
219846066 


16S ribosomal RNA, partial sequence 1282800 12842 


Chi 


5 Heliorestis daurensis Bacteria; 
stis. 
ref |NR_028693.1| Lewinella cohaerens 
8 Lewinella cohaerens Bacteria; 

e; Lewinella. 
ref|NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref|NR_025769.1 
63 1276810 Chromo 


Chitinophaga 

ophaga japonensis 
hitinophaga. 
Chromohalobacter 
halobacter sarecensis 
Halomonadaceae; Chromohalobacter. 
ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 


Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
608854 Bacteria_16S 1313863 1313777 9 92 gi| 228718892 |ref|NR_027577.1| Thermoanaerobacter 
ockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacteraceae; Thermoanaerobacter. 
608854 Bacteria_16S 1359696 1359634 9 69 gi|228720024|ref|NR_027587.1| Burkholderia 
ain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 
4 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
pseudomallei group. 
608854 Bacteria_16S 1361221 1361159 9 69 gi|228719712|ref|NR_027584.1| Acidimicrobium 
10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
a; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
; Acidimicrobium. 
608854 Bacteria_16S 1386922 1386860 9 69 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 
ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
1388437 1388375 9 69 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 


608854 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


608854 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


608854 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


608854 Bacteria_16S 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1455210 1455124 9 92 gi 
n MBIC1298 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
1473184 1473122 9 69 gi 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


1482453 1482395 9 65 


gi 


1387667 13891 


rkholderia 
224581417 
sequence 

ia; Aeromo 
224581402 


1472412 1473865 Burkh 


rkholderia 


219878151 


46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 
ref|NR_027198.1| Oceanimonas 

1454432 1455915 Oceanimonas 
nadales; Aeromonadaceae; Oceanimonas. 
ref|NR_024882.1| Burkholderia ambifaria 
olderia ambifaria AMMD Bacteria; 
ceae; Burkholderia; Burkholderia cepacia 


v 


ref|NR_025290.1| Fusobacterium 


1481703 1483108 Fusobacterium 


GCATGTGGTTTAATTCGATGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTCTGCCAACCTAAGAGATTAGGCGTTCCCTTCGGGGACAGAATGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGTTGGGCACTCTAGCAAGA 
CTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTCGCGAA 
ACCGCGAGGTCAAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCC 
ACGGTGAATACGTTCCCGGCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGTTTGATCCTGGCTCAGAACGAACGCTGGC 
GGCAGGCCTAACACATGCAAGTCGAGCGAGGACTTCGGTTCTAGCGGCGGACGGGTGAGTAACGCGTGGGAATGTGCCCTTCTCTACGGAATAGCCCTGGGAAAC 
TGGGAGTAATACCGTATACGCCCTATTGGGGAAAGATTTATCGGAGAAGGATCAGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGACGA 
TCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCT 
GATCTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCGGAAAGTCAGAGGTGAAATCCCAGGGCTCAA 
CCTTGGAACTGCCTTTGAAACTATCGGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCG 
AAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCG 
TCGGGCAGCATGCTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCGCAGGACAGCCCGAGAGATCGGGTCTTCTCGTAAGAGACCTGTGG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCTTTAGTTGCCAGCATTCAGTTGGGCACTC 
TAAAGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGG 
GTTAATCCCCAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTCTACCCGACGGCCGTGCGCCAACCTCGCAAGAGGAGGCAGCGGACCACGGTAGGCTCAGCG 
ACTGGGGTGAAGTCGTAACAAGGTAACCANCCAACCCGTAAGGGCCATGAGGACTTNACGTCATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTGCTCGAGTGGCGAACGG 
GTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCATGGCCTTCATGGGTTGTGGTGGAAAGCTT 
TTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGG 
ACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCACAGACGAAGCGTGAGTGACGGTATGTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCG 
TTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGA 
GTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAG 
GAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCT 
AACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGTCGGTAGAGATGTCGGTTCCCTTGTGGTCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCGTAGGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCT 
TTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGA 
CGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGC 
TCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGCACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCC 
TGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGACCGCGCTCTTCATGGGGTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCC 
TATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAATAGGGACGA 
AGCGCAAGTGACGGTACCTATAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGA 
GCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGA 
CATGCACAGGACGCCAGTAGAGATATTGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCAT 
GCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCG 
GGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCA 
TGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGTGCGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTAC 
ACATGCAAGTCGAACGGCAGCACGGGAGCAATCTTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTACCATTGAGTGGGGGATAACGTAGCGAAAG 
TTACGCTAATACCGCATATACCCTGAGGGGGAAAGCAGGGGATCGCAAGACCTTGTGCTCTTTGAGCGGCCGATATCAGATTAGCTAGTTGGTGAGGTAAAGGCT 
CACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACA 
ATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAGGAAATCGCATCAGTTAATACCTGGTGTGG 
ATGACAGTACCGGAATAAGAAGCACCGGCTAATTATGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCA 
GGCGGTTTTTTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAACTGCGCTTGTGACTGGAAGGTTAGAGTATGGCAGAGGGGGGTGGAATTCCACGTGTAG 
CAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCAATAATGACGTTCATGCAGGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCCTAAACGATGTCAANTAGGTGTTGGGTGGGTAAAACCATTTAGTACCGGAGCTAACGTGTGAAGTTGACCGCCTGGGGAGTACGGCC 
GCAAGGTTAAAANTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCCA 
GGAGCCTGAAGAGATTTGGGTGTGCCCGAAAGGGAACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCATGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTCNTTAATTGCCATCATTTAGTTGGGCACTTTAACAAAACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCT 
TATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAAAAGGGTTGCCAAGCCGGGAGGTGGAGCTAATCCCAGAAAGCCGATCGTAGTCCGGATCGTAGGCT 
GCAACTCGCCTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTTTTGTACACACCGCCCGTCACACCATGGGAGC 
GGGTTCCGCCAGAAGTAGGTAGCCTAACCGCAAGGGGGGCGCTTACCACGGCGGGTTCGTGATGGGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNTCATGGCTCCAGGACGAACCGCTGGCGGGCGTGCTTAACACATGCAAGTGGGACGAAGGTATGAACTTGAAGGCTCGGCTGGACGGTACATA 
TACTGAGTCGCGGACGGGTGAGTAASGCGTGAGGACCTGTCCATCAGAGGGGGATAGCCCGGGAAACCGGGATTAAAACCCCATAAGCCYAAGGGTGAAAGGAGC 
AATCCGCTGATGGAGGGTCTCGCGTCCTATCAGGTAGTTGGTGGGGTAAGGGCCTACCAAGCCGAAGACGGGTAGCCGGACTGAGAGGT TGACCGGCCACATTGG 
AACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGTCTTCGG 
ATTGTAAACCTCTGTTGCAGGGGAAGAAGGAAGTGACGGTACCCTGCGAGGAAGCCCCGGCAAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGT 
TGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCTGCGAGGCAAGTCGGGTGTAAAAGGCACGGGCTCAACCCGTGTGTGCACTCGAAACTGTCTTGCTGGAGG 
GGTAGAGAGGCAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGCTACACCCTGACGCTGAGGC 
GCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCAGTAAACGATGAATGCTAGGTGTGGGTGGGTCAAACCATCCGTGCCGCAGTTAACGC 
GATAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCAAACCG 
AAGAACCTTACCTGGGCTTGACATCTAGGTGGTATTGACCTGAAAGGCGATAGACCATATTTTCGGATATGGAGCCTAGACAGGTGCTGCATGGCTGTCGTCAGC 
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irillales; 
219878291 
sequence 
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16S 1899042 1898984 9 65 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Alca 
16S 1962460 1962398 2 62 gi| 219878220 
ribosomal RNA, complete sequence 1961654 19631 
Gammaproteobacteria; Pasteurellales; Past 
16S 2073997 2073939 9 65 gi|219878141 
54Pin 16S ribosomal RNA, partial sequence 20732 
acteria; Betaproteobacteria; Burkholderiales; 
16S 2154365 21543119 61 gi| 219857632 
bosomal RNA, partial sequence 2153652 21550 
Alphaproteobacteria; Rhodospirillales; Ac 
16S 2330486 2330424 9 69 gi| 219857509 
ribosomal RNA, partial sequence 2329695 23312 
etaproteobacteria; Burkholderiales; Burk 
16S 2339474 23394209 61 gi| 219857502 
rain BR4 16S ribosomal RNA, complete sequence 
cteria; Firmicutes; Clostridia; Clostridiales; 
16S 2385019 2384957 9 69 gi| 219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
etaproteobacteria; Burkholderiales; Burkholderia 
16S 2386543 2386481 9 69 gi|219857469 
n LMG 19076 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 
16S 2391118 2391032 9 92 gi| 219857466 
S ribosomal RNA, partial sequence 2390343 23918 
Gammaproteobacteria; Oceanospirillales; H 
16S 2427749 2427663 9 92 gi| 219857439 
ibosomal RNA, partial sequence 2427049 24283 
ammaproteobacteria; Aeromonadales; Aeromonadacea 
16S 2524461 2524403 9 65 gi| 219857361 
S ribosomal RNA, partial sequence 2523668 25251 
eltaproteobacteria; Desulfobacterales; Desulfobu 
16S 2649498 2649436 9 69 gi|219857225 
ribosomal RNA, partial sequence 2648722 26501 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
16S 2681039 2680951 9 94 gi| 219857202 
strain IDR2-2 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Lactobacillales; Carnobacte 
16S 2835777 2835715 9 69 gi| 219856900 
n KP23 16S ribosomal RNA, partial sequence 28349 
acteria; Betaproteobacteria; Burkholderiales; Bu 
16S 3074703 3074641 9 69 gi| 219846872 
cda-1 16S ribosomal RNA, partial sequence 30739 
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81 1899753 Bracki 
ae; Brackiella. 
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Firmicutes; 
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in DSM 10349 16S ribosomal RNA, partia 
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16S ribosomal RNA, partial sequence 3231181 32326 
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56 Peptoniphilus 


NR_026358.1 


Peptoniphilus harei 
harei Bacteria; 


Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 
65 gi|219846762|ref|NR_026354.1| Desulfofustis 
complete sequence 3237371 3238917 Desulfofustis 
a; Desulfobacterales; Desulfobulbaceae; 
92 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
1 sequence 3246473 3247948 Desulfotomaculum 
Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
94 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
complete sequence 3494639 3496156 Thermocrispum agreste 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

608854 Bacteria_16S 3513517 3513455 9 69 gi| 219846567 |ref|NR_026159.1| Rathayibacter rathayi 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
608854 Bacteria_16S 3515041 3514979 9 69 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
608854 Bacteria_16S 3718637 3718583 9 61 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

608854 Bacteria_16S 3835819 3835733 9 92 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
strain C-1 16S ribosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

608854 Bacteria_16S 3863134 3863080 9 61 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

608854 Bacteria_16S 3881545 3881491 9 61 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

608854 Bacteria_16S 3892432 3892346 9 92 gi|219846300|ref|NR_025890.1| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

608854 Bacteria_16S 3964607 3964545 9 69 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 

608854 Bacteria_16S 4055713 4055627 9 92 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

608854 Bacteria_16S 4069341 4069284 9 64 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

608854 Bacteria_16S 4086142 4086053 9 94 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

608854 Bacteria_16S 4182259 4182201 9 65 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

608854 Bacteria_16S 88309 88256 9 60 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
608854 Bacteria_16S 144873 144792 9 87 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

608854 Bacteria_16S 465153 465100 9 60 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

608854 Bacteria_16S 489711 489630 9 87 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

608854 Bacteria_16S 570710 570657 9 60 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

608854 Bacteria_16S 588675 588618 9 64 gi|265678660|ref|NR_028965.1| Burkholderia tropica 


strain Ppe8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


587905 589310 Burkholderia tropica Bacteria; 


608854 Bacteria_16S 


thermohalophila s 
thermohalophila B 


608854 Bacteria_16S 


nivimaris strain 
Bacteria; Proteob 


608854 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 
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strain B2 16S rib 
Proteobacteria; G 


608854 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


608854 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


608854 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


608854 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


608854 Bacteria_16S 


strain T-3 16S ri 


teria; Proteobacteria; 


bosomal RNA, partial sequence 


Gammaproteobacteria; 


974224 97564 


Pseudomonadales; Mo 


r 


591632 591575 9 64 gi|265678658|ref|NR_028963.1| Anaerophaga 
train Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
acteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 

612923 612866 9 64 gi| 265678643 |ref|NR_028948.1| Psychrobacter 
88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

655405 655348 9 64 gi|265678613|ref|NR_028918.1| Psychrobacter 
ain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 


axellaceae; 


753046 752993 9 62 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
osomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

792870 792817 9 60 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
rochaetales; Spirochaetaceae; Spirochaeta. 

865962 865909 9 60 gi| 265678468 |ref|NR_028771.1| Sulfurospirillum 
ain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
teria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 

934843 934790 9 60 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
acteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

940960 940907 9 60 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
6S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
hingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

974979 974926 9 60 gi|265678394|ref|NR_028696.1| Lewinella persicus 


2 Lewinella persicus Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

608854 Bacteria_16S 980870 980817 9 60 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 
608854 Bacteria_16S 1140338 1140285 9 60 gi|253680763|ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 

608854 Bacteria_16S 1316998 1316917 9 87 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 


Bacteria; Actinob 


608854 Bacteria_16S 


strain MT1-641 16 


acteria; Actinobacteridae; Actinomycet 
1373336 1373279 9 64 gi 
S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
608854 Bacteria_16S 1446161 1446104 9 64 gi|224581423|ref|NR_027204.1 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
608854 Bacteria_16S 1470258 1470201 9 64 gi|224581406|ref|NR_027187.1 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 147099 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Psychrobacter. 

608854 Bacteria_16S 1716146 1716093 9 60 gi| 219878397 |ref|NR_025536.1 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 17168 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
608854 Bacteria_16S 1719222 1719169 9 60 gi| 219878395 |ref|NR_025534.1 
strain A37 16S ribosomal RNA, partial sequence 1718445 17199 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
608854 Bacteria_16S 1722283 1722226 9 64 gi| 219878393 |ref|NR_025532.1 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
608854 Bacteria_16S 1723824 1723767 9 64 gi| 219878392 |ref|NR_025531.1 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
608854 Bacteria_16S 1872788 1872731 9 64 gi| 219878286 |ref|NR_025425.1 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
608854 Bacteria_16S 1888234 1888177 9 64 gi|219878273|ref|NR_025412.1 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 1887472 188893 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxe 
608854 Bacteria_16S 1965540 1965483 9 64 gi|219878218|ref|NR_025357.1 


subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 


ales; 
228717983 
1372563 13740 


Micrococcineae; 
ref|NR_027569.1 
50 Burkholderia 


Tropheryma. 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 

Psychrobacter arenosus 
arenosus Bacteria; 

rs 

Psychrobacter 

0 Psychrobacter 
xellaceae; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 

Psychrobacter luti 
luti Bacteria; 
rs 

Psychrobacter fozii 
fozii Bacteria; 
ar 


Acinetobacter parvus 
parvus Bacteria; 

r. 

Acinetobacter 

7 Acinetobacter 
llaceae; Acinetobacter. 


1964797 196621 


Alcaligenes faecalis 
0 Alcaligenes faecalis 


subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


Alcaligenes. 


608854 Bacteria_16S 
strain MK405 16S 
Tenericutes; Moll 
608854 Bacteria_16S 2307850 2307793 9 64 
strain K24 16S ribosomal RNA, partial sequence 
Proteobacteria; 
608854 Bacteria_16S 


2201447 2201390 9 64 
ribosomal RNA, partial sequence 


2392674 2392617 9 64 


galactanivorans strain Dsij 16S ribosomal RNA, partial 
Flavobacteria; 


galactanivorans Bacteria; 
608854 Bacteria_16S 


Bacteroidetes; 


2412478 2412425 9 60 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial 


quisquiliarum Bacteria; 
Methylosarcina. 
608854 Bacteria_16S 


Proteobacteria; 


2448960 2448907 9 60 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, part 
Lactobacillales; 


olivapovliticus Bacteria; 
608854 Bacteria_16S 
strain B1/T1 16S 
Tenericutes; Moll 
608854 Bacteria_16S 2491153 2491096 9 64 
strain 1219 16S ribosomal RNA, partial sequence 


Firmicutes; 
2483584 2483527 9 64 
ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


608854 Bacteria_16S 
strain A3.12 16S 
Proteobacteria; 

608854 Bacteria_16S 


2533568 2533515 9 60 
ribosomal RNA, partial sequence 


2575808 2575751 9 64 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial 


asinigenitalis Bacteria; 
608854 Bacteria_16S 
strain KMM 3676 1 
Bacteroidetes; Flavobacteria; 
608854 Bacteria_16S 
strain KMM 3526 1 
Bacteroidetes; Flavobacteria; 
608854 Bacteria_16S 
strain SHK-1 16S 
Proteobacteria; 

608854 Bacteria_16S 


Proteobacteria; 
2685504 2685447 9 64 
Flavobacteriales; 
2686973 2686916 9 64 


Flavobacteriales; 
2713819 2713766 9 60 
ribosomal RNA, partial sequence 


2715340 2715283 9 64 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


okhotskensis Bacteria; 
Psychrobacter. 
608854 Bacteria_16S 


Proteobacteria; 


2732174 27321219 60 


psychrotolerans strain M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


psychrotolerans Bacteria; 
608854 Bacteria_16S 


Firmicutes; 


2738117 2738060 9 64 


troitsensis strain KMM 3674 16S ribosomal RNA, partial 


troitsensis Bacteria; 
608854 Bacteria_16S 


Bacteroidetes; Flavobacteria; 
2851102 2851049 9 60 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partia 


hibiscicola Bacteria; 
Pseudomonas. 
608854 Bacteria_16S 
strain M663-98-1 
Firmicutes; Bacillales; Bacillales Family XI. 
608854 Bacteria_16S 3137831 3137778 9 60 

deleyianum strain Spirillum 5175 16S ribosomal RNA, 


Proteobacteria; 


3067362 3067274 9 94 


icutes; Mycoplasmataceae; Mycoplasma. 


Betaproteobacteria; Burkholderiales; Alca 


Gammaproteobacter 


icutes; Mycoplasmataceae; Mycoplasma. 


Deltaproteobacteria; Bdellovibrionales; 


Betaproteobacteria; 


6S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriaceae; 


6S ribosomal RNA, partial sequence 2686201 26 


Deltaproteobacteria; Myxococcales; Enhygromyxa. 


Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 3066573 30679 
Incertae 


gi|219857598 
2200688 22021 


ref 


gi| 219857524 
2307079 23085 
ligenaceae; 
219857465 |ref 
sequence 
F 
219857452 
sequence 


ref 


gi 


gi ref 


ia; Methyloc 


219857420|ref 


gi 
Carnobacteriac 
gi| 219857394 |ref 
2482825 24842 


gi|219857389 
2490394 24918 


ref 


gi|219857355 
2532800 25342 


ref 


Bacteriovorac 
219857284 |ref 
sequence 


gi 


219857199 
861 


gi ref 
ZO 
219857198|ref 


876 


gi 


ZO 
gi| 219857179 |ref 
2713036 27145 


219857178|ref 


gi 
Pseudomon 


219857166 
sequence 
Carnobacteriac 
219857162 |ref 
sequence 
Flavobacteria 
gi| 219856890 
1 sequence 


gi ref 


gi 
les; 
ref 


Pseudomona 


219846877 |ref 


gi 
Sedis; 
gi|219846830|ref 
partial sequence 


60 Pigmentiphaga 
2391886 23933 
lavobacteriales; 


2411699 24132 


ial sequence 2448175 24496 


56 Peredibacter 


2575008 25765 
Burkholderiales; Alc 


2714566 27160 


2731401 27328 


2737379 273875 


2850317 285183 


NR_025186.1 


NR_025112.1 


NR_025053.1 


NR_025040.1 
occales; 


NR_025008.1 
8 
eae; 
NR_024982.1 


NR_024977.1 


NR_024943.1 


aceae; 
NR_024915.1 
1 


NR_024827.1 


bellia. 
NR_024826.1 


bellia. 
NR_024807.1 


NR_024806.1 
5 
adales; 


NR_024794.1 
5 
eae; Marinil 
NR_024790.1 


Flavobacter 
NR_024709.1 


dales; 
NR_026469.1 


NR_026422.1 
313708 


6 
Flavobacteriaceae; 


1 
Methylococcaceae; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 


Pigmentiphaga. 


Zobellia 

8 Zobellia 

Zobellia. 
Methylosarcina 

0 Methylosarcina 


Alkalibacterium 
1 Alkalibacterium 


Alkalibacterium. 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Peredibacter starrii 


starrii Bacteria; 
Peredibacter. 


Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 
Flavobacteriaceae; 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Psychrobacter 
7 Psychrobacter 


Moraxellaceae; 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


Sulfurospirillum 
4 3138514 


Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Campylobacteraceae; 
608854 Bacteria_16S 


Sulfurospirillum. 


3159246 3159193 9 60 


arcachonense strain FIF6 16S ribosomal RNA, partial sequence 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurospirillum. 
608854 Bacteria_16S 3316880 3316827 9 60 

strain Z-7491 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; 


608854 Bacteria_16S 3437571 3437514 9 64 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 34368 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Bacteria; 
608854 Bacteria_16S 


3440590 3440533 9 64 


Spirochaeta. 


219846816|ref 


3 


gi 


gi|219846709 
3316113 33175 


ref 


219846618 |ref 


gi 


219846616|ref 


gi 


158497 31599 
Campylobacterales; 


03 3438261 Acinet 
Moraxellaceae; 


NR_026408.1 
2 


NR_026301.1 


NR_026210.1 


Ac 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Acinetobacter 
obacter radioresistens 
inetobacter. 


NR_026208.1 


Acinetobacter junii 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


608854 Bacteria_ 
baumannii strain 


baumannii Bacteri 


608854 Bacteria_ 


strain R91/1468 1 
Lacto 


Firmicutes; 
608854 Bacteria_ 


strain NCIMB 1493 
Bacil 
608854 Bacteria_16S 


Firmicutes; 


strain NCFB 2890 
Firmicutes; 


strain 17529 16S 


Tenericutes; Moll 
608854 Bacteria_16S 
rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 
608854 Bacteria_16S 
KMM 6031 16S ribo 


Flavobacteria; Fl 


608854 Bacteria_16S 
alimentarius stra 
alimentarius Bact 


Psychrobacter. 


608854 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


608854 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


608854 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


608854 Bacteria_16S 
sedimenticola str 


sedimenticola Bac 


608854 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


608854 Bacteria_16S 


strain M069 16S r 


borkumensis strai 
Bacteria; Proteob 


alaskensis strain 
Bacteria; Proteob 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


608854 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


608854 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


608854 Bacteria_16S 
3895/92 16S ribosomal RNA, partial se 


conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; 


16S 3443609 3443552 9 


16S 3600671 3600618 9 


16S 3611255 3611167 9 


DSM 30007 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria 


64 gi|219846614|ref|NR_026206.1| Acinetobacter 
complete sequence 3442841 3444299 Acinetobacter 

; Pseudomonadales; Moraxellaceae; Acinetobacter. 
60 gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum 


94 


16S ribosomal RNA, partial sequence 


Planococcus. 


6S ribosomal RNA, partial sequence 3599877 36013 
bacillales; Carnobacteriaceae; Dolosig 


ranulum. 


gi| 219846498 


36104 


Lacto 
608854 Bacteria_16S 
succiniciproducen 
succiniciproducen 
Anaerobiospirillum. 
608854 Bacteria_16S 


lales; Planococcaceae; 
3614286 3614233 9 60 gi 
16S ribosomal RNA, partial sequence 36 
bacillales; 
3633746 3633689 9 64 gi 
s Bacteria; 
m 


Proteobacteria; 


3857061 3856980 9 87 gi 
ribosomal RNA, partial sequence 38 
icutes; Mycoplasmataceae; Mycoplasma. 


teria; Bacteroidetes; 


14250 14190 9 


Flavobacteria; 
67 gi 
Bacteria; Proteobacteria; 


46065 45977 9 94 
ibosomal RNA, partial sequence 


gi 


47612 47524 9 94 gi 


50690 50602 9 
All 16S ribosomal RNA, 


94 gi 


79292 79204 9 94 gi 


94476 94388 9 94 
bosomal RNA, complete sequence 
bacillales; Lactobacillaceae; 


103718 103630 9 94 


gi 


gi 


108238 108150 9 94 gi 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


608854 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


112841 112753 9 94 
ribosomal RNA, partial sequence 
eltaproteobacteria; 


gi 


Carnobacteriaceae; Alloioc 


s strain S411 16S ribosomal RNA, parti 
Gammaprote 


ain KMM 3903 16S ribosomal RNA, partia 
F 


strain B-38 16S ribosomal RNA, partia 
Gammaproteo 


45374 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
608854 Bacteria_16S 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
608854 Bacteria_16S 
complete seque 
acteria; Deltaproteobacteria; Desulfov 
608854 Bacteria_16S 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


93645 
Lactobac 


21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


Syntrophobacterales; 


219846496 
13485 36150 
occus. 

219846483 
al 
obacteria; 
219846324 
56288 38577 


lavobacter 
265679054 
1 sequence 
bacteria; 


265679033 
46777 
nebacterin 
265679032 
nce 46828 
irillales; 
265679030 
nce 49907 
ibrionales 
265679011 
equence 
cteria; Ps 
265679000 
95214 
illus. 
265678994 
10297 
ales; Cory 
265678990 
quence 
Actinomyce 


265678987 


sequenc 


1 sequence 


ref 


ref 


ref 


ref 


iale 
ref 


Thio 


ref 


eae; 
ref 


; De 
ref 


eudo: 


ref 


ref 


neba 


ref 


tale 


ref 


51 3611882 Plano 


09 Alloiococcus 


e 3633011 36344 
Aer 


4091411 40928 


13461 


Mycobacterium 


51436 


78587 


6 104435 Tsuka 


107522 10891 


NR_026090.1 


NR_026088.1 


NR_026075.1 
7 
omonadales; 


NR_025914.1 


4 
s; Flavobact 
NR_029362.1 
14981 
trichales; F 
NR_029341.1 


Mycobacteri 
NR_029340.1 
Alcani 
anivoracacea 
NR_029338.1 
Desulf 
sulfovibrion 
NR_029319.1 
79994 
monadales; 


P 


NR_029308.1 


Lactobacillus 


NR_029302.1 
m 
cterineae; T 
NR_029298.1 
vi 
é 


Ss; Coryneba 


Cc 


99 Dolosigranulum pigrum Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


3974909 3974821 9 94 gi|219846242|ref|NR_025832.1| Agrobacterium 
IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
terium group; Agrobacterium. 

3990934 3990877 9 64 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
somal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Pibocella. 

4022496 4022439 9 64 gi|219846208|ref|NR_025798.1| Psychrobacter 
in JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

4087708 4087651 9 64 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 
6S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4089199 4089142 9 64 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 
6S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4090688 4090631 9 64 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
6S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4092186 4092129 9 64 gi|219846158|ref|NR_025748.1| Maribacter 


9 Maribacter 

eriaceae; Maribacter. 
Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Alcanivorax 
vorax borkumensis 
e; Alcanivorax. 
Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Lactobacillus lindneri 
lindneri Bacteria; 


Tsukamurella pulmonis 
urella pulmonis 
sukamurellaceae; 


Mycobacterium 
Mycobacterium 
terineae; 


NR_029295.1 


Syntroph 


Syntrophus gentianae 


112043 113590 Syntrophus gentianae Bacteria; 
Syntrophaceae; 


us. 


608854 Bacteria_16S 114439 114351 9 94 
strain DM-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Syntrophobacterale 
608854 Bacteria_16S 115985 115897 9 94 gi 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial seq 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

608854 Bacteria_16S 147780 147692 9 94 gi 
aurantiacus strain Ra 333 16S ribosomal RNA, partial se 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Kineosporiaceae; Kineococcus. 

608854 Bacteria_16S 202862 202774 9 94 gi 
proteolyticus strain BT 16S ribosomal RNA, partial sequ 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoa 
Coprothermobacter 
608854 Bacteria_16S 
genavense strain 
Bacteria; Actinob 
Mycobacterium. 
608854 Bacteria_16S 225900 225812 9 94 
strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
608854 Bacteria_16S 227407 227319 9 94 gi 
aichiense strain 49005 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
608854 Bacteria_16S 228913 228825 9 94 
strain 47001 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
608854 Bacteria_16S 230421 230333 9 94 
strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
608854 Bacteria_16S 242896 242808 9 94 gi 
novocastrense strain 73 16S ribosomal RNA, complete seq 
novocastrense Bacteria; Actinobacteria; Actinobacterida 
Mycobacteriaceae; Mycobacterium. 


gi 


221417 221329 9 94 gi 
2289 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


Cory 
gi 


608854 Bacteria_16S 276045 275989 9 63 gi| 265678876 |ref|NR_029182.1 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
608854 Bacteria_16S 295819 295763 9 63 gi| 265678863 |ref|NR_029169.1 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
608854 Bacteria_16S 297373 297285 9 94 gi|265678862|ref|NR_029168.1 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
608854 Bacteria_16S 333985 333897 9 94 gi| 265678838 |ref|NR_029143.1 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

608854 Bacteria_16S 335527 335439 9 94 gi|265678834|ref|NR_029139.1 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifido 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
608854 Bacteria_16S 337093 337037 9 63 gi| 265678833 |ref|NR_029138.1 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifido 
Parascardovia. 

608854 Bacteria_16S 344706 344618 9 94 gi| 265678828 |ref|NR_029133.1 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

608854 Bacteria_16S 377474 377418 9 63 gi| 265678803 |ref|NR_029108.1 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
608854 Bacteria_16S 394355 394275 9 86 gi|265678792|ref|NR_029097.1 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribac 


265678986 


113641 11518 
Syntrop 


S; 
265678985 
uence 


265678964 
quence 


265678928 


265678915 
ce 
ales; 


265678912 


225125 22658 
nebacterin 


265678911 
nce 
ales; 


265678910 


228138 22959 
nebacterin 


265678909 


229646 23110 
nebacterin 


265678900 
uence 


Actinomyc 


Actinomyc 


ence 20208 
naerobacte 


22065 
Cory 


22663 
Cory 


e; Actinomycet 


ref|NR_029294.1 


haceae; Syntroph 
ref|NR_029293.1 

115240 116730 
etales; Coryneb 


ref |NR_029272.1 
147044 148460 
etales; Kineospo 


ref|NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


ref |NR_029223.1 
9 222097 Mycoba 
nebacterineae; M 


ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacteri 
ref|NR_029219.1 
2 228087 Mycoba 
nebacterineae; M 


ref|NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
eae; Mycobacteri 
ref |NR_029208.1 

242123 243639 
ales; Coryne 


a 


Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Mycobacterium 
Mycobacterium 

cterineae; 


Kineococcus 
Kineococcus 
riineae; 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


Mycobacterium 
cterium genavense 
ycobacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
bacterineae; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Parascardovia 
Parascardovia 
bacteriaceae; 


v 


Lactobacillus pentosus 
pentosus Bacteria; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Oribacterium sinus 
terium sinus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

608854 Bacteria_16S 412934 412846 9 94 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

608854 Bacteria_16S 431405 431349 9 63 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Roseomonas. 


608854 Bacteria_16S 
strain PUPA-2 16S 
Tenericutes; Moll 
608854 Bacteria_16S 
strain 5424 16S r 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
608854 Bacteria_16S 
palleroniana stra 
palleroniana Bact 


Pseudomonas. 


608854 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; 


Firmicutes; 


Mycobacteriaceae; 


608854 Bacteria_16S 


boenickei strain 


Bacteria; Actinob 


Mycobacterium. 


608854 Bacteria_16S 
ushuaiensis strai 
Proteob 
608854 Bacteria_16S 


Bacteria; 


coryniformis subs 


G 
608854 Bacteria_16S 
strain S-5623 16S 
Lacto 
608854 Bacteria_16S 
brisbanense strai 
brisbanense Bacte 


440745 440657 9 94 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
448396 448340 9 63 
ibosomal RNA, partial sequence 


gi 


gi 


459140 459052 9 94 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


471237 471149 9 94 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
472850 472762 9 94 gi 
ribosomal RNA, partial sequence 
bacillales; Weissella. 

478844 478756 9 94 gi 
n W6743 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

480393 480305 9 94 gi 
W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


488167 488083 9 90 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
508235 508147 9 94 gi 
p- torquens strain 30 16S ribosomal RN. 


439970 44147 
Entomoplasmataceae; Mesop 


447654 44913 
Acetobacte 


470446 47199 
seudomonad 


472041 47353 


265678761 


265678756 


265678745 
ria; 


265678737 


265678736 


265678732 
uence 
Actinomyc 


265678731 
nce 47962 
ales; Cory 


265678726 
ce 48737 
irillales; 
265678713 
A, complet 


1 sequence 
Pseud 


ref|NR_029066.1| Mesoplasma photuris 
6 Mesoplasma photuris Bacteria; 
lasma. 
ref|NR_029061.1| Roseomonas gilardii 
5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 
ref|NR_029050.1] Pseudomonas 
458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_029041.1| Weissella koreensis 
7 Weissella koreensis Bacteria; 


ref |NR_029037.1| Mycobacterium 
478074 479572 Mycobacterium 

etales; Corynebacterineae; 

ref |NR_029036.1| Mycobacterium 

3 481120 Mycobacterium boenickei 

nebacterineae; Mycobacteriaceae; 

ref|NR_029031.1| Marinomonas 

1 488866 Marinomonas ushuaiensis 

Marinomonas. 

ref|NR_029018.1| Lactobacillus 

e sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


608854 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; 


strain FI-0169 16 


Mycobacterium avi 


608854 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


608854 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


608854 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; 


strain 173-96 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
608854 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


608854 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


608854 Bacteria_16S 


valerianellae str 
valerianellae Bac 


608854 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


608854 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


608854 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


Lacto 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


Lactobacillus. 

514178 514090 9 94 
bosomal RNA, partial sequence 

bacillales; Lactobacillaceae; 

530986 530898 9 94 
S ribosomal RNA, partial sequence 


gi 


Lactobac 
gi 


um complex (MAC). 
538625 538537 9 94 gi 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

543172 543084 9 
osomal RNA, partial sequence 
Deferribacterales; 


94 gi 
Deferribacteraceae; 
558516 558428 9 94 gi 


ammaproteobacteria; Pseudomonadales; P 
560026 559970 9 63 gi 
ribosomal RNA, partial sequence 


561563 561507 9 63 gi 
ain 170-96 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 
567655 567567 9 


94 gi 


608854 Bacteria_16S 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 


513446 51481 


530243 53169 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


542382 54390 


6S ribosomal RNA, partial sequence 557743 55923 


559287 56077 
Acetobacte 


6S ribosomal RNA, partial sequence 566874 56834 


265678709 


illus. 
265678698 


nebacterin 
265678693 
sequence 
dae; Actin 


265678690 


Deferriba 
265678680 


seudomonad 
265678679 


265678678 
sequence 
eria; Rhod 


265678674 


ref|NR_029014.1 
3 Lactobacillus 


Lactobacillus rossiae 
rossiae Bacteria; 


ref|NR_029003.1 
4 Mycobacterium 
eae; Mycobacteri 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


ref |NR_028998.1 
537853 539333 
omycetales; Cory 


Mycobacterium 
Mycobacterium 
nebacterineae; 


ref |NR_028995.1 
0 Deferribacter 
cter. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 
ref|NR_028984.1| Roseomonas rosea 
1 Roseomonas rosea Bacteria; 
raceae; Roseomonas. 
ref|NR_028983.1] Roseomonas 

560822 562307 Roseomonas 
ospirillales; Acetobacteraceae; 


Deferribacter abyssi 
abyssi Bacteria; 


ref |NR_028979.1 
3  Conexibacter 


Conexibacter woesei 
woesei Bacteria; 


61679 


ubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 
576652 576596 9 63 gi| 265678668 |ref|NR_028973.1| Acidovorax 
ain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
578162 578078 9 90 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
acteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 
581099 581011 9 94 gi|265678665|ref|NR_028970.1| Mycobacterium 
in 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
594708 594620 9 94 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
n ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
ria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 
617575 617487 9 94 gi|265678640|ref|NR_028945.1| Mycobacterium 


5 618320 Mycobacterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
608854 Bacteria_16S 


strain E846 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


608854 Bacteria_16S 
strain 520-20 16S 
Proteobacteria; 
608854 Bacteria_16S 


urinaehominis strain CCUG 42038b 16S ribosomal RNA, par 
urinaehominis Bacteria; 


608854 Bacteria_16S 


strain CK55 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
608854 Bacteria_16S 


pinnipedialis strain A/G14/99/10 16S ribosomal RNA, par 
pinnipedialis Bacteria; 


608854 Bacteria_16S 
frederiksbergensi 
frederiksbergensi 
Pseudomonas. 
608854 Bacteria_16S 
strain gM-1 16S r 


608854 Bacteria_16S 
botniense strain 


Mycobacterium. 
608854 Bacteria_16S 
silvestris strain 
silvestris Bacteria; 
608854 Bacteria_16S 
strain PIPN-2 16S 
Tenericutes; Moll 
608854 Bacteria_16S 
strain MDA5527 16 


608854 Bacteria_16S 


mediterranea strain CFBP 5447 16S ribosomal RNA, partia 
mediterranea Bacteria; 


Pseudomonas. 
608854 Bacteria_16S 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 
montefiorense Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 


Mycobacteriaceae; 
608854 Bacteria_16S 
jannaschii strain 
Bacteria; 
608854 Bacteria_16S 
strain IMT37 16S 
Proteobacteria; 

608854 Bacteria_16S 
strain AC 615 16S 


608854 Bacteria_16S 


radiotolerans strain SRS30216 16S ribosomal RNA, partia 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 
Kineococcus. 


Kineosporiaceae; 
608854 Bacteria_16S 


microaerophilum strain M 5 16S ribosomal RNA, partial s 
microaerophilum Bacteria; Actinobacteria; Actinobacteri 
Propionibacteriaceae; Propionibacterium. 


608854 Bacteria_16S 


gasicomitatum strain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; 


gasicomitatum LMG 
608854 Bacteria_16S 


hydrothermale strain MT-96 16S ribosomal RNA, partial s 
hydrothermale Bacteria; 


Desulfacinum. 
608854 Bacteria_16S 


ribosomal RNA, 


s Bacteria; 


icutes; 


624983 624895 9 


640317 640229 9 


651048 650960 9 


Firmicutes; 
652441 652353 9 


Clostridiales; 
661449 661361 9 


Firmicutes; 
672086 671998 9 


s strain JAJ28 16S ribosomal RNA, part 
Proteobacteria; 


712570 712482 9 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


714129 714041 9 


731095 731007 9 


Firmicutes; 
737170 737082 9 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


741786 741730 9 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


785205 785117 9 
Proteobacteria; 


811242 811154 9 


812830 812742 9 


ALM2 16S ribosomal RNA, partial seque 
Proteobacteria; Gammaproteobacteria; Chromati 


821832 821744 9 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


838673 838585 9 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


852178 852090 9 


855192 855104 9 


856767 856679 9 


883968 883912 9 
Proteobacteria; 


890030 889974 9 


complete sequence 
Gammaproteobacteria; Pseudomonadales; P 


Bacillales; 


Firmicutes; 


94 gi 


94 gi 


94 gi 


Lactobacillales; Ae 


94 gi 


Clostridiaceae; 


94 gi 


94 gi 


94 gi 


94 gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


94 gi 


HR3-23 16S ribosomal RNA, partial sequence 
Bacillales; 


Planococca 
94 gi 


63 gi 


94 gi 
Gammaproteobacte 


94 gi 


94 gi 


94 gi 


94 gi 


Stre 


94 gi 


94 gi 


94 gi 


Lactobaci 
63 gi 


Deltaproteobacteria; 


639529 64105 


Jeotgalicoccus. 


Gammaproteobacteria; 


736380 73789 
Entomoplasmataceae; 


741046 74252 


821061 82256 


837961 83941 


265678635 


624219 62572 


265678624 


71335 


265678561 


ceae; Soli 
265678556 


E 
265678553 


265678522 
1 sequence 
ria; 


265678505 
rtial sequ 


265678504 
nce 81203 
ales; Ecto 
265678498 


265678487 


ptosporang 
265678478 
1 sequence 


265678475 
equence 
dae; Actin 


265678474 
sequence 
llales; Le 
265678455 
equence 
Synt 


63 gi 


nebacterineae; 


Corynebacterineae; 


Acetobacteraceae; 


Pseudomonadales; 


e; Actinomycetales; 


seudomonadaceae; 


e; Actinomycetales; 


ref|NR_028940.1| Mycobacterium palustre 
5 Mycobacterium palustre Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 


seudomonadaceae; Pseudomonas. 

265678617 |ref|NR_028922.1| Aerococcus 

tial sequence 650305 651625 Aerococcus 

rococcaceae; Aerococcus. 

265678615|ref|NR_028920.1| Clostridium uliginosum 
651676 653112 Clostridium uliginosum Bacteria; 

Clostridium. 

265678608 |ref|NR_028913.1| Jeotgalicoccus 

tial sequence 660668 662086 Jeotgalicoccus 

265678601|ref|NR_028906.1| Pseudomonas 

ial sequence 671276 672778 Pseudomonas 

Pseudomonadales; Pseudomonadaceae; 

265678574|ref|NR_028879.1| Mycobacterium caprae 
711792 713308 Mycobacterium caprae Bacteria; 

nebacterineae; Mycobacteriaceae; Mycobacterium. 

265678573|ref|NR_028878.1| Mycobacterium 


9 714869 Mycobacterium botniense 
Mycobacteriaceae; 


ref|NR_028865.1| Solibacillus 
730321 731827 Solibacillus 
bacillus. 
ref|NR_028860.1| Entomoplasma lucivorax 


7 Entomoplasma 
ntomoplasma. 
ref|NR_028857.1| Roseomonas mucosa 
7 Roseomonas mucosa Bacteria; 
Roseomonas. 
ref|NR_028826.1| Pseudomonas 
784432 785869 Pseudomonas 
Pseudomonadaceae; 


lucivorax Bacteria; 


ref 
ence 


NR_028808.1| Mycobacterium 
810468 811984 Mycobacterium 
Corynebacterineae; 


ref|NR_028807.1| Thioalkalivibrio 

5 813508 Thioalkalivibrio jannaschii 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_028801.1| Pseudomonas indica 
9 Pseudomonas indica Bacteria; 
Pseudomonas. 

ref|NR_028790.1| Nonomuraea rubra 

7 Nonomuraea rubra Bacteria; 


ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 


Kineosporiineae; 


ref|NR_028778.1| Propionibacterium 
854408 855931 Propionibacterium 

omycetales; Propionibacterineae; 

ref|NR_028777.1] Leuconostoc 
855982 857475 Leuconostoc 

uconostoc. 

ref|NR_028757.1| Desulfacinum 
883190 884650 Desulfacinum 


rophobacterales; Syntrophobacteraceae; 


265678451 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 


catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; 


Actinomadura. 


ref |NR_028753.1| Actinomadura 
889276 890727 Actinomadura 
Streptosporangineae; 


608854 Bacteria_16S 
strain PSv29 16S 


925606 925518 9 


ribosomal RNA, partial sequence 


94 gi 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


608854 Bacteria_16S 948763 948707 9 


strain PHL 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


608854 Bacteria_16S 950324 950268 9 


strain 133 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


608854 Bacteria_16S 951883 951827 9 


strain 146 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


608854 Bacteria_16S 954994 954938 9 


strain LMG 4393 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


608854 Bacteria_16S 961115 961027 9 
strain CIP 104663 16S ribosomal RNA, 


608854 Bacteria_16S 1037578 1037522 9 


strain 7-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


608854 Bacteria_16S 1058921 1058833 9 


63 gi 


63 gi 
63 gi 
63 gi 


94 gi 


complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


63 gi 


94 gi 


Co: 


Co: 


Co: 


Co: 


265678428 


924822 92631 
Desulfobacteraceae; 


265678413 


947973 94948 
mamonadaceae; 


265678412 


949535 95104 
mamonadaceae; 


265678411 


951100 95259 
mamonadaceae; 


265678409 


954207 955697 Giesbergeria 
mamonadaceae; 


265678404 


265678353 


1036784 10382 
mamonadaceae; 


265678338 


desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 


desulfuricans Bacteria; 
608854 Bacteria_16S 


Deferribacteres; 
1090425 1090337 9 


Deferribacterales; 


94 gi 


265678316 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


roseoviolacea Bacteria; Actinobacteria; Actinobacterida 


Nonomuraea. 
1091985 1091897 9 


Streptosporangiaceae; 
608854 Bacteria_16S 

strain M 6 A9 16S 
Firmicutes; Lactobacillales; 
608854 Bacteria_16S 1099394 1099306 9 


macrocephala strain IFO 16266 16S ribosomal RNA, partia 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Acrocarpospora. 

608854 Bacteria_16S 1106962 1106874 9 
strain NRRL 15532 16S ribosomal 
Bacteria; Actinobacteria; 
Nonomuraea. 
608854 Bacteria_16S 1108512 1108424 9 
strain DF-32 16S ribosomal RNA, 


Microbispora. 
608854 Bacteria_16S 1114606 1114518 9 
strain I-132 16S ribosomal RNA, 


608854 Bacteria_16S 1116132 1116044 9 
strain I-273 16S ribosomal RNA, 
608854 Bacteria_16S 1128191 1128135 9 
pametensis strain 
pametensis Bacteria; 
Helicobacter. 
608854 Bacteria_16S 1137245 1137157 9 
CMS 81 16S ribosomal RNA, 
Actinobacteridae; 
608854 Bacteria_16S 1149432 1149344 9 
strain AAFu3 16S ribosomal RNA, 
Deferribacteres; Deferribacterales; 
608854 Bacteria_16S 1159944 1159856 9 
acetoxidans DSM 771 16S 
DSM 771 Bacteria; Firmicutes; 
608854 Bacteria_16S 1170596 1170508 9 


DSM 43833 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermobispora. 


608854 Bacteria_16S 1200832 1200744 9 


colombiense DSM 12261 16S ribosomal RNA, partial sequence 
Synergistia; 


12261 Bacteria; Synergistetes; 
608854 Bacteria_16S 1235608 1235520 9 


frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


complete sequence 
Actinomycetales; Micrococcineae; Microbacteriac 


partial sequence 


Clostridia; 


94 gi 


94 gi 


94 gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


94 gi 


94 gi 


94 gi 


63 gi 


B9A Seymour 16S ribosomal RNA, partia 
Proteobacteria; Epsilonproteobacteria; 


94 gi 


Stre 


Kine 


265678315 


1091188 1092688 Lactobacillus 
Lactobacillus. 


265678310 


265678304 
11062 


265678303 


1107766 11092 
ptosporangineae; 


265678299 


1113840 11153 
Kine 


265678298 


1115364 11168 


253680771 


253680765 


1136447 1137959 Leifs 


94 gi 


Deferribacteraceae; 


94 gi 


ribosomal RNA, partial sequence 
Clostridiales 


94 gi 


94 gi 
Synergistal 
94 gi 


253680757 


1148654 11501 
Geovibrio. 


228721485 

11591 
+ Peptococ 
228719618 


1169826 11712 


228715386 

12000 
es; 
219878254 


e; Actinomycetales; 


1 sequence 
Actinomycetales; 


Streptosporangineae; 


1 sequence 1127427 112890 
Campylobacterales; He 


Pseudonocardineae; P 


Synergistaceae; 


ref |NR_028730.1 
Desul 
ref|NR_028715.1 
Acidovorax. 
ref|NR_028714.1 
Acidovorax. 
ref |NR_028713.1 
Curvibacter. 


ref |NR_028711.1 


ref |NR_028706.1 
Pseudomon 
ref |NR_028655.1 
Curvibacter. 
ref|NR_028640.1 

1058138 105957 


ref|NR_028618.1 
1089685 109113 
Strept 


ref |NR_028617.1 


ref|NR_028612.1 
1098650 110009 
Strepto 


ref|NR_028606.1 
17 1107715 Nonomu 


ref|NR_028605.1 
07 Microbispora 
Streptosp 


ref |NR_028600.1 


ref |NR_028599.1 


ref|NR_028019.1 


ref 
onia 
eae; 
ref 


NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028005.1 


ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027583.1 
94 Thermobispora 


ref|NR_027531.1 
61 1201579 Aminob 
Aminob 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Giesbergeria sinuosa 


sinuosa Bacteria; 
Giesbergeria. 


Pseudomonas veronii 


960323 961843 Pseudomonas veronii Bacteria; 
seudomonadaceae; 


as. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Deferribacter 
3 Deferribacter 


Deferribacteraceae; Deferribacter. 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


Lactobacillus algidus 
algidus Bacteria; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
osporiineae; Kineosporiace 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
osporiineae; Kineosporiace 


ae; Kineosporia. 
Helicobacter 

7 Helicobacter 

licobacteraceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 
Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Aminobacterium 
acterium colombiense DSM 
acterium. 


ref |NR_025393.1 


123486 


Mycobacterium 
8 1236341 Mycobacterium 


frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 


608854 Bacteria_16S 1250653 1250565 9 94 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

608854 Bacteria_16S 1288269 1288181 9 94 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

608854 Bacteria_16S 1300134 1300046 9 94 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
608854 Bacteria_16S 1333917 1333829 9 94 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

608854 Bacteria_16S 1344619 1344531 9 94 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Ge 
Geodermatophilus. 

608854 Bacteria_16S 1347705 1347649 9 63 gi|228720860|ref|NR_027598.1 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 134839 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobactera 
Syntrophobacteraceae; Syntrophobacter. 

608854 Bacteria_16S 1353675 1353587 9 94 gi|228720330|ref|NR_027591.1 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 135441 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirilla 
Gluconacetobacter. 

608854 Bacteria_16S 1376428 1376372 9 63 gi|228717818|ref|NR_027567.1 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaro 
CdJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae 
608854 Bacteria_16S 1398838 1398750 9 94 gi| 228715357 |ref|NR_027529.1 
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Aquabacterium commune 


1548180 1549595 Aquabacterium commune Bacteria; 


TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTCAGTTGCTAACGTTTAAGTCGAGCACTCTGGCGAGACTGCCGGCGACAAGCCG 
GAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCAACACACATGCTACAATGGCCGATACAGAGGGAAGCGAAGGCGCGAGTTGGAGCGG 
ATCCCAAAAAGTCGGTCCCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCTAAGTTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTTGGGTGCACCCGAAGCCGGAGGCTGAACCCTTAGGGGACAGATCCGTCGAAGGTGTGTCTGGTAAGGA 
GGGTGAAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGAACGAACGCTGGCGGCGCGTTTTAAGCATGCA 
AGTCGAGGGGTAGAAAGTCTTCGGACTTTTGAGACCGGCGAACGGGTGAGTAACACGTAGATAATCTGTCTTGGGATGGGGGATAGCCCATGGAAACATGGGGTA 
ATACCGCATAAGCTCTTTTATTCATAAGAGTGATAGAGGAAAGGCGCTTAGGCGTCGACCTAAGAGGAGTCTGCGGTCCATTATGTTAGTTGGTGGGGTAAAGGC 
CTACCAAGGCGACGATGGATAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGC 
AATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCCGAAAGGTTGTAAAGTTCTTTTCTTGGAGAGGAATAAGCCTATCAGGAAATGGATGGGT 
GATGACGTTAACCGAGGAAAAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGT 
AGGCGGTATGGCAAGTCAGGTGTGAAAGGCTCCAGCTCAACTGGAGAAACGCGCTTGAAACTGCTGTACTAGAGTTTAGGAGGGGAAGCTGGAATTCCTAGTGTA 
GGGGTGAAATCTGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGAGCTTCTGGCCATAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTGCACTGGGTGTCGGCCCGTTGGGGTCGGTGCCGAAGCAAACGCGATAAGTGCACCGCCTGGGGAGTATGCTCGCA 
AGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGAAACCTTACCAGGGCTTGACATATGGTGGA 
CGGTGGTAGAGATACCGCTTCCCTTCGGGGCCGCTATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCTGTGAAGTGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCTGCTATCTGTTGCCATCATTAAGTTGGGGACTCAGATGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTC 
CTGGGCTACACACGTGCTACAATGAACGGTACAGAGCGTCGCGAGACCGCGAGGTCAAGCAAATCGCAAAAAGCCGTTCTCAGTACAGATTGGAGTCTGAAACCC 
GACTCCATGAAGGTGGAATCGCTAGTAATCGCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGT 
ACCCGAAGTCGCTAGTCTAACCGGTAACGGAGGACGGTGCCGAAGGTATGCCTAGTAAGGGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGG 
ATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATTATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACA 
TGCAAGTCGAGCGGCAGCGACAACATTGAACCTTCGGGGGATTTGTTGGGCGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCCTGATGTGGGGGAT 
AACCATTGGAAACGATGGCTAATACCGCATGATGCCTACGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCTAGGTGGGATTAGCTAGTTGG 
TGAGGTAAGGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTAGGGAGGAAGGTTCATGCGTTA 
ATAGCGTATGGATTTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGCATGCAGGTGGTTAGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGCTGACTAGAGTACTGTAGAGGGGGGTAGA 
ATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTG 
GGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTC 
TTGACATCCATAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTATGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGT 
CATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCTGCCAACCAGCGATGGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCG 
GATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTTCGGGGAGGACGCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCGCT 
AGGGGAACCTGGCGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAGTTTTTGACCTGGCTCAGATTGAACGCTGGCGGCA 
GGCTTAACACATGCAAGTCGAGCGGAAACGATGTAGCTTGCTACAGGCGTCGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTAGTAGAGGGGGACAAC 
ATGTGGAAACGCATGCTAATACCGCATACGCCCTGAGGGGGAAAGGAGGGGATCACTTGTGACCTTCCGCTATTAGATGAGCCTGCGTGAGATTAGCTAGTTGGT 
AGGGTAAAGGCCTACCAAGGCGACGATCTCTAACTGGTCTGAGAGGATGACCAGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGGGGTGAGGAAGGGTTGCTGGTTAA 
TACCCAGTAACTTTGACGTTAGCCCCAGAAGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGCGCCGTAGGTGGTTTGTTAAGTCTGATGTGAAATCCCAGGGCTCAACCTTGGAATGGCATCGGATACTGGCATGCTAGAGTACGGTAGAGGGGTGTGGA 
ATTTCCTGTGTGCGGGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGACACCCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGTTGTAATGACTTAGTGGCGCAGCTAACGCAATAAGTAGACCGCCTGGGGA 
GTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGA 
CATCCACAGAACTTGGAAGAGATTCCTTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCG 
TAACGAGCGCAACCCTTATCCTTATTTGCCAGCGGGTCATGCCGGGAACTTTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCATAAAGTACGTCGTAGTCCGGATT 
GGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTTGATTGCTCCAGAAGTAGCTAGCTTAACCCTTCGGGGATGGCGGTTACCACGGAGTGGTCAATGACTGGGGTGAAGTCGTAACAGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAT 
GATCTGAAGCTTGCTTTGGTTTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTCACTTCGGGATAACCATTGGAAACGGTGGCTAATACTGG 
ATATGACACATGGCCGCATGGTCTGTGTGTGGAAAGAATTTTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGA 
CGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCT 
GATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACCCCTTTCAGTAGGGAACAAGGCCATGATTATTGTTGTGGTTGAGGGTACTTGCAGAAGA 
AGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCC 
GTGAAAACCCGATGCTTAACATCGGGCTTGCGGTGGGTACGGGCAGGCTAGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATC 
AGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGT 
AAACGTTGGGCACTAGGTGTGGGGATTGTTCCACGATTCCTGTACCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAACTGCTCAGAGATGGG 
TAGGTCTTCGGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCCATGTTGCC 
AGCACGTTATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATG 
CTACAATGGCCGGTACAAAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGG 
AGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGATGG 
CCTAACCACTTGTGGGGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAGAGTTTTATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTC 
GAGCGGAAACGATGGAAGCTTGCTTCCAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACTTGGGGAAACCCAAGCT 
AATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTATCGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAG 
GCCGCGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCG 
AAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGTGAGGAAGAACGCTTGTGGGTTAATACCCTGCAAGGAAGACAT 
CACTCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCT 
TGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAA 
ATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGGTCCTCGAGACCTTTGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTT 
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608854 Bacteria_16S 


Actinomadura. 
1764875 1764787 9 


94 


gi 


219878417 
equence 


219878411 


16S ribosomal RNA, partial sequence 1693968 16954 
Gammaproteobacteria; Pseudomonadales; P 


219878410 


219878406 


219878391 


6S ribosomal RNA, partial sequence 1724592 17259 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


219878390 


DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878387 
sequence 


219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878376 
1 


219878361 


entericus strain CECT 5353 16S ribosomal RNA, partial sequence 


entericus Bacteria; 


Firmicutes; 


Lactobacillales; 


Streptococcaceae; 


Hydrogenophilales; 


seudomonadaceae; 


seudomonadaceae; 


17017 


inomycetales; 


Actinomycetales; 


sequence 
Actinomycetales; 


ref|NR_025556.1 
1686206 168766 


ref|NR_025550.1 


ref|NR_025549.1 


ref|NR_025545.1 


ref|NR_025530.1 
Comamonas. 
ref|NR_025529.1 

1725987 172747 


ref|NR_025528.1 
13 Mycobacterium 


ref|NR_025527.1 
19 Mycobacterium 


ref|NR_025526.1 
1730570 173206 


ref|NR_025519.1 
36 Nocardiopsis 
Nocardiop 
ref|NR_025515.1 

1745863 174730 
Strepto 


ref|NR_025500.1 


Tepidiphilus 


1 Tepidiphilus 
Hydrogenophilaceae; 


Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
Pseudomonas. 


Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
Pseudomonas. 


Halobacillus 


02 1703230 Halobacillus karajensis 


Comamonas kerstersii 
36 Comamonas kerstersii Bacteria; 


Mycobacterium 


1 Mycobacterium 
Corynebacterineae; 


Mycobacterium pulveris 


pulveris Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium agri 
agri Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


2 Mycobacterium 
Corynebacterineae; 


Nocardiopsis halophila 
halophila Bacteria; 
saceae; Nocardiopsis. 


Actinomadura 


0 Actinomadura 
sporangineae; 


Streptococcus 


1764167 1765501 Streptococcus 


Streptococcus. 


608854 Bacteria_16S 
paraplantarum str 
paraplantarum Bacteria; 
608854 Bacteria_16S 
cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; Thermobifida. 

608854 Bacteria_16S 1854500 1854412 9 
sulfidifaciens st 
sulfidifaciens Bacteria; 
608854 Bacteria_16S 
sanguinicola stra 
sanguinicola Bacteria; 
608854 Bacteria_16S 
strain CK58 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 
608854 Bacteria_16S 1986992 1986904 9 


1840875 1840787 9 


Firmicutes; 
1852941 1852853 9 


Firmicutes; 
1909094 1909006 9 


Firmicutes; 
1972860 1972776 9 


ferrugineus strain Cb fel8 16S ribosomal RNA, 


ferrugineus Bacteria; 
Cystobacteraceae; Cystobacter. 

608854 Bacteria_16S 2033959 2033871 9 
smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; Mycobacterium. 
608854 Bacteria_16S 2052650 2052562 9 
elephantis strain 
elephantis Bacter 
Mycobacteriaceae; Mycobacterium. 
608854 Bacteria_16S 
strain 58Eu 16S r 
Proteobacteria; 
608854 Bacteria_16S 
strain 47Lol 16S 
Proteobacteria; 
608854 Bacteria_16S 


Proteobacteria; 


2067828 2067772 9 
ibosomal RNA, partial 


2069360 2069304 9 


2086286 2086198 9 


94 


94 


94 


94 


Betaproteobacteria; Rhodocyclales; 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; 
608854 Bacteria_16S 
heidelbergense st 


2090741 2090653 9 


Mycobacteriaceae; Mycobacterium. 
608854 Bacteria_16S 2112133 2112045 9 
pinnipedii strain 6482 1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacterium; Mycobacterium tuberculosis complex. 

608854 Bacteria_16S 2124229 21241419 94 gi| 219857652 |ref 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 21249 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 2125785 2125697 9 94 gi|219857651|ref 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 21265 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 2128805 2128717 9 94 gi| 219857649 |ref 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 
608854 Bacteria_16S 2130283 2130195 9 94 gi|219857648|ref 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequenc 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Mycobacteriaceae; Mycobacterium. 

608854 Bacteria_16S 2131788 2131700 9 94 gi| 219857647 |ref 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Mycobacteriaceae; Mycobacterium. 

608854 Bacteria_16S 2133291 2133203 9 94 gi| 219857646 |ref 
poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 2 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Mycobacteriaceae; Mycobacterium. 
608854 Bacteria_16S 2134805 2134717 9 


94 


94 


gi 


ain DSM 10667 16S ribosomal RNA, parti 
Lactobacillales; 


gi 


train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 


gi 


rain CCUG 44365 16S ribosomal RNA, parti 
Lactobacillales; Aer 


gi 


in CCUG 43001 16S ribosomal RNA, parti 


ATCC 19420 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


Gammaproteobacteria; Oceanospirillales; 


rain 2554/91 16S ribosomal RNA, partia 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 


gi 


6S ribosomal RNA, partial sequenc 


gi 


strain ATCC 19422 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 


219878308 
al 


219878299 


sequence 


219878298 


219878257 


1 


219857660 
e 


219857645 


sequenc 
Lactobacilla 


Actin 


al sequence 
ococcaceae; 


sequence 


21113 


ref 


ref 


ref 


ref 


ref 


ref 


e 1840072 18415 
ceae; 


1852181 18536 
omyc 


2089993 20914 
; Actinomyce 


81 2112761 Mycob 


128040 21294 


e 2129523 21309 


131039 21324 


132540 21339 


NR_025447.1 


Lactobaci 
NR_025438.1 
etales; Str 
NR_025437.1 
18537 


Globicatell 
NR_025396.1 


3 
tales; 


NR_025249.1 
a 
cterineae; 


NR_025241.1 


NR_025240.1 


NR_025238.1 
7 
; Corynebact 
NR_025237.1 
8 
les; Coryneb 
NR_025236.1 
8 
; Corynebac 
NR_025235.1 
8 


; Corynebac 


7 
1 


7 


eptosporangineae; 


2 
a. 


Lactobacillus 
3 Lactobacillus 
lus. 

Thermobifida 
5 Thermobifida 


Globicatella 
6 1855215 Globicatella 


Aerococcus 


al sequence 1908318 1909816 Aerococcus 
Lactobacillales; Aerococcaceae; Aerococcus. 

90 gi|219878213|ref|NR_025352.1] Clostridium akagii 
sequence 1972100 1973591 Clostridium akagii Bacteria; 
Clostridiaceae; Clostridium. 

94 gi|219878204|ref|NR_025343.1| Cystobacter 

complete sequence 1986193 1987709 Cystobacter 
Deltaproteobacteria; Myxococcales; Cystobacterineae; 

94 gi|219878172|ref|NR_025311.1| Mycobacterium 
sequence 2033216 2034702 Mycobacterium 

inomycetales; Corynebacterineae; 

94 gi|219878157|ref|NR_025296.1| Mycobacterium 
sequence 2051875 2053391 Mycobacterium 
Actinomycetales; Corynebacterineae; 

63 gi|219878145|ref|NR_025284.1| Thauera terpenica 

sequence 2067059 2068542 Thauera terpenica Bacteria; 
Rhodocyclaceae; Thauera. 
63 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
2068593 2070074 Thauera linaloolentis Bacteria; 
Rhodocyclaceae; Thauera. 
94 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
2085504 2087002 Alcanivorax jadensis Bacteria; 
Alcanivoracaceae; Alcanivorax. 
94 gi|219878129|ref|NR_025268.1| Mycobacterium 


7 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
cterium pinnipedii 


Mycobacteriaceae; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


NR_025234.1 


Mycobacterium microti 


2134040 2135523 Mycobacterium microti 


608854 Bacteria_ 


strain ATCC 51384 
Actinobacteria; Actinoba 


608854 Bacteria_ 


strain Ps 9-14 16 


Proteobacteria; 
608854 Bacteria_ 


umsongensis strai 
umsongensis Bacte 


Pseudomonas. 
608854 Bacteria_ 


strain Pss 26 16S 
G 


Proteobacteria; 
608854 Bacteria_ 


strain MUP 1182 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


608854 Bacteria_ 


taiwanensis strai 
taiwanensis Bacte 


Rubrobacteraceae; 
608854 Bacteria_ 


strain ATCC 927 1 
Actinobacteria; Actinoba 


608854 Bacteria_ 


aetherivorans str 
aetherivorans Bac 
Rho 


Nocardiaceae; 
608854 Bacteria_ 
strain IH003 16S 
Firmicutes; 
608854 Bacteria_ 


strain NRCM 00-25 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


608854 Bacteria_ 
strain YIM 21741 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


608854 Bacteria_ 


strain KS9 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 


608854 Bacteria_ 


strain Pl 16S rib 
D 
608854 Bacteria_16S 


Proteobacteria; 


strain MIT 97-507 
Proteobacteria; 


Tsukamurellaceae; 


608854 Bacteria_16S 


strain DSM43926 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
608854 Bacteria_16S 
alkaliphilus stra 
Firmicu 
608854 Bacteria_16S 


Bacteria; 


strain CFML 97-39 
Proteobacteria; 


strain CFML 97-51 
Bacteria; 


strain FI-13295 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
608854 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


608854 Bacteria_16S 
salina strain YIM90002 16S ribosomal RNA, partial sequence 


Bacteria; Actinob 
Streptomonospora. 


G 


Lacto 


E 
608854 Bacteria_16S 
strandjordii stra 
strandjordii Bact 


G 
608854 Bacteria_16S 


Proteob 
608854 Bacteria_16S 


ribosomal RNA, partial sequence 2146078 21475 
ammaproteobacteria; Pseudomonadales; P 
16S 2148357 2148269 9 94 gi| 219857636 
6S ribosomal RNA, complete sequence 2147582 21491 
nebacterin 
219857631 
quence 
Rubrobacte 


16S 2155863 2155775 9 
n LS-29 


94 gi 
3 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 
Rubrobacter. 
16S 2164997 2164909 9 
6S ribo 


94 gi| 219857625 
somal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Corynebacterin 
16S 2174119 2174031 9 94 gi|219857619 
ain 10bc312 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
dococcus. 
16S 2177230 2177142 9 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

16S 2218035 2217947 9 94 gi 
5 16S ribosomal RNA, partial sequence 


94 gi|219857615 


2176454 21779 


219857587 
22172 
nebacterin 
16S 2228645 2228589 9 63 gi| 219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
ococcineae 
gi| 219857564 
2252243 22536 
Streptosporang 
2268520 2268432 9 gi| 219857554 
osomal RNA, partial sequence 2267708 22692 
eltaproteobacteria; Desulfobacterales; Desulfoba 
2292775 2292719 9 63 gi| 219857536 
5c 16S ribosomal RNA, partial sequence 22920 
psilonproteobacteria; Campylobacterales; Helicob 
2306288 2306200 9 94 gi|219857525 
in ATCC BAA-173 16S ribosomal RNA, complete sequ 
eria; Actinobacteria; Actinobacteridae; Actinomy 
Tsukamurella. 
2309327 2309239 9 94 gi| 219857523 
6S ribosomal RNA, partial sequence 2308611 23100 
Streptosporang 
2313891 2313803 9 94 gi| 219857520 
in T8 16S ribosomal RNA, partial sequence 23131 
tes; Bacillales; Salinicoccus. 
2321527 2321439 9 94 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323079 2322991 9 94 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; P 
2327562 2327474 9 94 gi|219857511 
6S ribosomal RNA, partial sequence 2326828 23282 
nebacterin 
219857508 
sequence 
ria; Campy 


16S 2252993 2252905 9 94 


bosomal RNA, partial sequence 


16S 94 


’ 


219857515 
23207 
seudomonad 
219857514 
23223 


2332008 2331952 9 63 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


2409363 2409275 9 94 gi|219857454 


seudomonad 


Actinomycet 


aceae; Pseudomo 
ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacter 
ref|NR_025220.1 

2155131 215660 
rales; Rubrobac 


ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref |NR_025208.1 

2173451 217485 
ales; Coryn 


ref |NR_025204.1 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025168.1 
; Microbacteriac 
ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025142.1 


cteraceae; Desul 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025113.1 
ence 230551 
cetales; Coryneb 


ref|NR_025111.1 
ineae; Streptosp 
ref|NR_025108.1 
25 2314583 Salini 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


ref 


acteria; Actinobacteridae; Actinomycetales; 


i 


t 


e 


16S 2136322 2136234 9 94 gi|219857644|ref|NR_025233.1| Mycobacterium brumae 

16S ribosomal RNA, partial sequence 2135574 2137022 Mycobacterium brumae Bacteria; 
cteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

16S 2143835 2143747 9 94 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 

S ribosomal RNA, partial sequence 2143068 2144522 Pseudomonas koreensis Bacteria; 

ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

16S 2145340 2145252 9 94 gi|219857638|ref|NR_025227.1| Pseudomonas 

n Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 

ria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

16S 2146845 2146757 9 94 gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
n 


as. 

Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Rubrobacter 
6 Rubrobacter 
erineae; 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 

Rhodococcus 
9 Rhodococcus 
bacterineae; 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 

Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Tsukamurella 

7 2307028 Tsukamurella 
acterineae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Salinicoccus 
coccus alkaliphilus 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Helicobacter 

4 Helicobacter 
licobacteraceae; 


NR_025042.1 


Streptomonospora 


2408577 2410105 Streptomonospora salina 
Streptosporangineae; Nocardiopsaceae; 


608854 Bacteria_16S 
strain DSM5578 16 


2418700 2418612 9 


94 


S ribosomal RNA, partial sequence 


gi|219857447 
2417916 24194 


ref|NR_025035.1 


Firmicutes; 
608854 Bacteria_ 


strain IH25 16S r 
Lacto 


Firmicutes; 
608854 Bacteria_ 


pyridinivorans st 
pyridinivorans Ba 
Rho 


Nocardiaceae; 
608854 Bacteria_ 
strain BD-87 16S 
Firmicutes; 
608854 Bacteria_ 


strain LYP 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


608854 Bacteria_ 
orisratti strain 


orisratti Bacteria; 


608854 Bacteria_ 


strain DNP505 16S 


Lacto 


Bacil 


bacillales; Leuconostoc. 
16S 2420255 2420167 9 94 
ibosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
lales; Planococcaceae; 
16S 2473207 2473119 9 


Viridibacillus. 
94 gi 


Syntrophobacterales; 
16S 2495698 2495610 9 94 gi 
ATCC 700640 16S ribosomal RNA, partial 
Firmicutes; Lactobacillales; Strept 

2497056 2496968 9 94 gi 


ribosomal RNA, partial sequence 


16S 


219857446 
2419471 24209 


2425586 24269 


219857401 
2472404 24737 


219857386 
s 
oc 
219857385 
2496307 24977 


ref|NR_025034.1 


bacillales; Leuconostoc. 

16S 2421778 2421690 9 94 gi| 219857445 |ref|NR_025033.1 
rain PDB9 16S ribosomal RNA, partial sequence 2421026 242250 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
dococcus. 

16S 2426369 2426281 9 94 gi| 219857441 |ref|NR_025029.1 


ref|NR_024989.1 


Syntrophaceae; Smithell 
ref |NR_024974.1 

2494920 249625 
; Streptococcus. 
ref |NR_024973.1 


equence 
occaceae 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Streptococcus 
6 Streptococcus 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
608854 Bacteria_16S 2498600 2498544 9 63 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 


Proteobacteria; 


strain VKM Ac-942 


Bacteria; Actinob 


Nocardiopsis. 


608854 Bacteria_16S 
thivervalensis st 
thivervalensis Ba 


Pseudomonas. 


608854 Bacteria_16S 
brassicacearum st 
brassicacearum Ba 


Pseudomonas. 


608854 Bacteria_16S 
16S ribosomal RNA, partial sequence 2529733 25312 


strain DSM 12272 
Firmicutes; 


strain CCUG 2113 
Proteobacteria; 


strain CIP 105469 
Bacteria; 


strain CIP 105470 
Proteobacteria; 


strain ILE-3 16S 
Synergistetes; Sy 


608854 Bacteria_16S 


strain CIP 105259 
Proteobacteria; 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


608854 Bacteria_16S 


strain CIP 105274 
Proteobacteria; 


strain CIP 104664 


B 
608854 Bacteria_16S 
johannae strain C 
johannae Bacteria 
Gluconacetobacter 
608854 Bacteria_16S 


Clost 
608854 Bacteria_16S 
strain VP-6 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
608854 Bacteria_16S 


B 
608854 Bacteria_16S 


Proteob 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


etaproteobacteria; Rhodocyclales; Rhod 
2509292 2509204 9 94 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


’ 


2510842 2510754 9 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2521452 2521364 9 94 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2522932 2522844 9 


94 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
2537922 2537835 9 94 gi 
ibosomal RNA, partial sequence 
2545061 2545005 9 63 gi 
etaproteobacteria; Burkholderiales; Co: 
2555758 2555670 9 94 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2557324 2557236 9 94 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2560421 2560333 9 94 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2561950 2561862 9 94 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2563470 2563414 9 63 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


ae 


se 


ac 


2571083 2570995 9 94 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2581770 2581682 9 94 gi 
16S ribosomal RNA, complete sequence 


se 


oc 
219857371 
ue 
R 


219857370 
al 


219857363 
se 
te 


219857362 


219857352 
2537193 25385 


YP 
219857347 
16S ribosomal RNA, partial sequence 2544276 25457 
mamonadace 
219857340 


nadales; 
219857339 


se 
219857337 
2559665 25611 
219857336 


219857335 
ia 


219857287 


yclaceae; Thauera. 
ref|NR_024959.1 
2508571 251001 


illales; Acetob 


nce 
hodospir 


ref |NR_024958.1 
68 2511541 Nocar 
ptosporangineae 


25100 
Stre 


es; H 


ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


quence 
ria; Pse 


ref|NR_024950.1 


rain DBK11 16S ribosomal RNA, partial sequence 2522145 252361 
cteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
2530502 2530414 9 94 gi| 219857357 |ref|NR_024945.1 


ostridium. 


ref 


NR_024940.1 


; Hyphomonas 
NR_024935.1 


homonadaceae 


ref 


ae; Acidovorax. 
ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024925.1 


25549 
P 


25565 
udomonad 


’ 


Aminobacterium. 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref |NR_024923.1 
ce 2562731 256415 


ampylobacterale 


25611 
udomonad 


1 sequen 
teria; C 


ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 


25702 
udomonad. 


219857280 


ref|NR_024911.1 
2580986 2582507 Pseudo: 


a 


d 


s: 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Helicobacter 

0 Helicobacter 

; Helicobacteraceae; 
Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


608854 Bacteria_ 


16S 2583340 2583252 9 94 gi 


219857279 


ref|NR_024910.1 


Pseudomonas monteilii 


strain CIP 104883 16S ribosomal RNA, partial sequence 2582558 2584074 Pseudomonas monteilii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

608854 Bacteria_16S 2595747 2595659 9 94 gi|219857271|ref|NR_024902.1| Pseudomonas mandelii 
strain CIP 105273 16S ribosomal RNA, partial sequence 2594961 2596478 Pseudomonas mandelii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

608854 Bacteria_16S 2597313 2597225 9 94 gi|219857270|ref|NR_024901.1| Pseudomonas libanensis 
strain CIP 105460 16S ribosomal RNA, complete sequence 2596529 2598044 Pseudomonas libanensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

608854 Bacteria_16S 2640266 2640178 9 94 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
608854 Bacteria_16S 2646493 2646437 9 63 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
608854 Bacteria_16S 2651001 2650945 9 63 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
6a3 16S ribosomal RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

608854 Bacteria_16S 2652532 2652476 9 63 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

608854 Bacteria_16S 2654018 2653962 9 63 gi|219857222|ref|NR_024850.1| Azoarcus communis 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

608854 Bacteria_16S 2670376 2670288 9 94 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

608854 Bacteria_16S 2692909 2692821 9 94 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

608854 Bacteria_16S 2708011 2707955 9 63 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

608854 Bacteria_16S 2712376 2712288 9 94 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

608854 Bacteria_16S 2744022 2743966 9 63 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

608854 Bacteria_16S 2751252 2751164 9 94 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

608854 Bacteria_16S 2752746 2752658 9 94 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

608854 Bacteria_16S 2754242 2754154 9 94 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

608854 Bacteria_16S 2816031 2815943 9 94 gi|219856913|ref|NR_024734.1| Pseudomonas 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 2815260 2816748 Pseudomonas 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

608854 Bacteria_16S 2819080 2818992 9 94 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

608854 Bacteria_16S 2820573 2820485 9 94 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

608854 Bacteria_16S 2822067 2821979 9 94 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
608854 Bacteria_16S 2838735 2838679 9 63 gi|219856898|ref|NR_024717.1| Agromyces bracchium 


strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


608854 Bacteria_16S 


strain IFO 16235 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


608854 Bacteria_16S 


saccharophila str 
saccharophila Bac 


608854 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


608854 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


608854 Bacteria_16S 


strain DSM 3050 1 


2840294 2840238 9 63 gi| 219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
oc 
2847980 2847924 9 63 gi|219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
etaproteobacteria; Burkholderiales; Comamonadace 
2849541 2849485 9 63 gi|219856891 
ain DSM 654 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Betaproteobacteria; Burkh 
2854206 2854118 9 94 gi| 219856888 

16S ribosomal RNA, partial sequence 28534 
acteria; Gammaproteobacteria; Pseudomonadales; P 
2861956 2861900 9 63 gi| 219856883 
n ATCC 14669 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; Burkhol 
2863492 2863404 9 94 gi| 219856882 
6S ribosomal RNA, partial sequence 2862729 28642 


occineae; 


ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
ae; Delftia. 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024702.1 
2861171 286267 
deriales; Comamonadaceae; Curvibacter. 
ref|NR_024701.1| Pseudomonas halophila 
25 Pseudomonas halophila Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Curvibacter 
8 Curvibacter 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

608854 Bacteria_16S 2869696 2869608 9 94 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
608854 Bacteria_16S 2889749 2889662 9 94 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

608854 Bacteria_16S 2907999 2907911 9 94 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

608854 Bacteria_16S 2918774 2918718 9 63 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

608854 Bacteria_16S 2920302 2920214 9 94 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

608854 Bacteria_16S 2930776 2930692 9 90 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

608854 Bacteria_16S 2973147 2973059 9 94 gi| 219846941 |ref|NR_026533.1| Pseudomonas 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

608854 Bacteria_16S 2986905 2986817 9 94 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

608854 Bacteria_16S 2988431 2988343 9 94 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

608854 Bacteria_16S 3011151 3011063 9 94 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

608854 Bacteria_16S 3014281 3014225 9 63 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

608854 Bacteria_16S 3029342 3029290 9 59 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

608854 Bacteria_16S 3050667 3050611 9 63 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

608854 Bacteria_16S 3055314 3055258 9 63 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 

608854 Bacteria_16S 3059866 3059810 9 63 gi|219846882|ref|NR_026474.1| Thauera selenatis 
strain AX39 16S ribosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

608854 Bacteria_16S 3061407 3061351 9 63 gi| 219846881 |ref|NR_026473.1| Thauera 


mechernichensis s 


mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


train TL1 16S ribosomal RNA, partial sequence 


3060645 3062135 Thauera 
Thauera. 


608854 Bacteria_16S 


actinosclerus strain 1187 16S ribosomal RNA, partial sequence 
actinosclerus Bacteria; 


Hymenobacter. 
608854 Bacteria_16S 


intestinalis strain KMS2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


intestinalis Bacteria; 
Desulfovibrio. 
608854 Bacteria_16S 


thoraltensis strain S69 16S ribosomal RNA, partial sequence 32160 
Streptococcaceae; 


Bacteria; Firmicutes; 
608854 Bacteria_16S 


platensis strain 3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicutes; 
608854 Bacteria_16S 


africanus strain DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 
608854 Bacteria_16S 
strain DSM 43678 


608854 Bacteria_16S 
strain DSM 43311 


Microtetraspora. 
608854 Bacteria_16S 
strain DSM 43764 


Actinomadura. 
608854 Bacteria_16S 


strain Feox-1 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


608854 Bacteria_16S 


islandicus strain Rlha3 16S ribosomal RNA, partial sequence 32871 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesul 


608854 Bacteria_16S 


vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


vietnamensis Bacteria; 
Desulfovibrio. 
608854 Bacteria_16S 


aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequenc 
Thermoanaerobactera 


aotearoense Bacteria; 


3065842 3065788 11 63 

Bacteroidetes; 
3151459 3151375 9 90 
Proteobacteria; 
3216856 3216768 9 94 


Lactobacillales; 
3219910 3219822 9 94 


Clostridia; 
3242666 3242578 9 94 


3250120 3250032 9 94 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3251620 3251532 9 94 


16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3253124 3253068 9 63 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3269664 3269608 9 63 


3287934 3287878 9 63 


3313818 33137309 94 
Proteobacteria; 
3322950 3322864 9 92 


Firmicutes; Clostridia; 


Incertae Sedis; Thermoanaerobacterium. 


608854 Bacteria_16S 
strain DSM 44183 


608854 Bacteria_16S 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequenc 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Myco 
608854 Bacteria_16S 


austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequ 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Myco 
608854 Bacteria_16S 


halophilus strain DSM 20408 16S ribosomal RNA, partial 


halophilus Bacteria; F 
608854 Bacteria_16S 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
608854 Bacteria_16S 


claviforme strain DSM 44127 16S ribosomal RNA, partial 
claviforme Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
608854 Bacteria_16S 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Streptosporangiaceae; 
608854 Bacteria_16S 


album strain DSM 43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangium. 


3336592 3336504 9 94 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


3338101 3338013 9 94 


bacterium. 
3339613 3339525 9 94 


bacterium. 
3361177 3361089 9 94 


irmicutes; Bacillales; 
3367244 3367156 9 94 


Streptosporangium. 
3368744 3368656 9 94 


Streptosporangium. 
3370240 3370152 9 94 


Streptosporangium. 
3371739 3371651 9 94 


complete sequence 3268876 32703 


Bacillaceae; Marinoc 


219846878 


Sphingobacteria; Sphingobacteriales; 


219846821 


219846776 


219846774 


32191 


219846759 


219846754 


Streptosporangineae; 


219846753 


Streptosporangineae; 


219846752 


Streptosporangineae; 


219846741 


219846729 


219846711 
Desul 


219846704 


219846694 


219846693 


219846692 
Actin 


219846676 
sequence 


219846672 
Actinomyc 
219846671 
sequence 


Actinomyce 


219846670 


Streptococcus. 


Desulfovibrionales; 


Actinomycetales; 


ref|NR_026470.1| Hymenobacter 
3065078 3066522 Hymenobacter 
Flexibacteraceae; 


ref|NR_026413.1| Desulfovibrio 
150676 3152184 Desulfovibrio 


Ww 


Desulfovibrionales; Desulfovibrionaceae; 


ref|NR_026368.1] Streptococcus 
71 3217589 Streptococcus thoraltensis 


ref|NR_026366.1| Coprothermobacter 
55 3220600 Coprothermobacter platensis 


Thermodesulfobiaceae; Coprothermobacter. 


ref|NR_026351.1| Desulfovibrio 
3241884 3243393 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_026346.1| Nonomuraea salmonea 

29 Nonomuraea salmonea Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_026345.1| Microtetraspora glauca 
28 Microtetraspora glauca Bacteria; 
Streptosporangiaceae; 


ref|NR_026344.1| Actinomadura kijaniata 
26 Actinomadura kijaniata Bacteria; 
Thermomonosporaceae; 


ref |NR_026333.1| Leptothrix mobilis 
96 Leptothrix mobilis Bacteria; 


ref|NR_026321.1| Thermodesulfovibrio 

91 3288591 Thermodesulfovibrio islandicus 

fovibrio. 

ref |NR_026303.1| Desulfovibrio 
3313036 3314538 Desulfovibrio 

fovibrionales; Desulfovibrionaceae; 


ref|NR_026296.1| Thermoanaerobacterium 
e 3322195 3323672 Thermoanaerobacterium 
les; Thermoanaerobacterales Family III. 


ref|NR_026286.1| Mycobacterium hodleri 
03 Mycobacterium hodleri Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_026285.1| Mycobacterium 

e 3337354 3338813 Mycobacterium 
Corynebacterineae; 


ref|NR_026284.1| Mycobacterium 
ence 3338864 3340325 Mycobacterium 
omycetales; Corynebacterineae; 


ref|NR_026268.1| Marinococcus 
3360383 3361902 Marinococcus 
occus. 
ref|NR_026264.1| Streptosporangium 
3366504 3367953 Streptosporangium 
etales; Streptosporangineae; 


ref|NR_026263.1| Streptosporangium 
3368004 3369448 Streptosporangium 
tales; Streptosporangineae; 


ref|NR_026262.1| Streptosporangium 
3369499 3370948 Streptosporangium 
es; Streptosporangineae; 


219846669 
33709 
Stre 


ref|NR_026261.1| Streptosporangium 
99 3372445 Streptosporangium album 
ptosporangineae; Streptosporangiaceae; 


608854 Bacteria_16S 3382456 3382373 9 90 gi|219846661|ref|NR_026253.1| Methylophaga 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 3383157 Methylophaga 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 
608854 Bacteria_16S 3383995 3383912 9 90 gi|219846660|ref|NR_026252.1| Methylophaga marina 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methylophaga marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

608854 Bacteria_16S 3408189 3408133 9 63 gi|219846640|ref|NR_026232.1| Syntrophobacter 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 
608854 Bacteria_16S 3472672 3472584 9 94 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
608854 Bacteria_16S 3474207 3474119 9 94 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 
strain : DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
608854 Bacteria_16S 3492485 3492397 9 94 gi|219846581|ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
608854 Bacteria_16S 3522705 3522649 9 63 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
608854 Bacteria_16S 3530280 3530192 9 94 gi| 219846556 |ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 3536368 3536280 9 94 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
608854 Bacteria_16S 3553395 3553307 9 94 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
608854 Bacteria_16S 3556509 3556453 9 63 gi|219846538|ref|NR_026130.1| Zoogloea ramigera 
strain 106 16S ribosomal RNA, partial sequence 3555718 3557247 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
608854 Bacteria_16S 3608260 3608172 9 94 gi|219846500|ref|NR_026092.1| Mycobacterium 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
608854 Bacteria_16S 3615836 3615748 9 94 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
608854 Bacteria_16S 3617345 3617257 9 94 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
608854 Bacteria_16S 3622974 3622886 9 94 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

608854 Bacteria_16S 3624475 3624387 9 94 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
608854 Bacteria_16S 3626020 3625932 9 94 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
608854 Bacteria_16S 3636765 3636677 9 94 gi| 219846481 |ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
608854 Bacteria_16S 3664358 3664270 9 94 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


608854 Bacteria_16S 3687126 3687038 9 94 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 
strain GIH 16S ribosomal RNA, partial sequence 3686364 3687830 Mycoplasma yeatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

608854 Bacteria_16S 3688643 3688555 9 94 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 
strain VIS 16S ribosomal RNA, partial sequence 3687881 3689347 Mycoplasma cottewii Bacteria; 
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4033176 4033088 9 94 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
53 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
acteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
4039205 4039117 9 94 gi|219846197|ref|NR_025787.1| Mycobacterium 
LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
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608854 Bacteria_16S 4073857 4073769 9 94 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

608854 Bacteria_16S 4080023 4079935 9 94 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4116083 4115995 9 94 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

608854 Bacteria_16S 4117659 4117571 9 94 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

608854 Bacteria_16S 4119180 4119092 9 94 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

608854 Bacteria_16S 4122316 4122260 9 63 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

608854 Bacteria_16S 4132945 4132857 9 94 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

608854 Bacteria_16S 4135964 4135876 9 94 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
608854 Bacteria_16S 4146924 4146836 9 94 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
608854 Bacteria_16S 4148488 4148400 9 94 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4150054 4149966 9 94 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4154603 4154515 9 94 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4156168 4156080 9 94 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4159300 4159212 9 94 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4185232 4185144 9 94 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

608854 Bacteria_16S 4233712 4233624 9 94 gi| 219846046 |ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
608854 Bacteria_16S 15728 15669 36 94 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

608854 Bacteria_16S 26519 26464 9 62 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 64385 64330 9 62 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

608854 Bacteria_16S 122164 122109 9 62 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
608854 Bacteria_16S 210678 210623 9 62 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 266972 266917 9 62 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

608854 Bacteria_16S 307985 307930 9 62 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 


strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
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ATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAA 
GTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAGGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGGGCTTAACACATGCAAGTCGAACGATGACTTTCGTGCTTGCACAGATGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCTTGGGAAACTGGGTCTAATACTGGATATGCACCGTGACCCGCATGGTTTTT 
TGGTGAAAGATTTATTGGTCAAGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATG 
ACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTATCGTGAAAGTCCGAGGCTCAACTTCGGATCTGCGGTGGGTAC 
GGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTA 
ACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGATGTGGGGGACATTCCACGTTTTC 
CGCGTCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCTAGATCGCCGTAGAAATACGGTTTCCCCTTTGGGGCTGGTTCACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAG 
GTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGA 
CCGGCGATTGGGACTAAGTCGTAAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAATACATGCAAGTAG 
AACGCTTTGGACTGGTGCTTGCACTAGTTCAAGGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTGATAGCGGGGGATAACTATTGGAAACGATAGCT 
AATACCGCATAATAGAGTAAGACACATGTTTAACTCTTAAAAGGGGCAACAGCTCCACTATGAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAAAGGCT 
CACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCA 
ATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAATGTAATGGGAGTTGAAAATCCATTAC 
GTGACGGTAACTAACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCA 
GGCGGTTTTTTAAGTCTGAAGTTAAAGAGTATGGCTTAACCATTGTATGCTTTGGAAACTGGAGAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGC 
GGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCCTTTCCGGGGCTTAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCG 
CAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTCT 
GACCGGCCTAGAGATAGGCTTTCCCTTTTGGGCAGAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTATTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTGAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAA 
CTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGT 
AACACCCGAAGTCGGTGAGGTAACCGTTTAGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCT 
GGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATYMTGGCTCAGATTGAACGCTGGCGGCATGCTTTACA 
CATGCAAGTCGAACGGTAACAGGCCGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACGCAGCGAAAGCTG 
CGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGACCGTAAGGCCTCGCGCGATTGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCTCAC 
CAAGCCAACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATG 
GGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAACGGCTCTGGTTAATACCTGGGGCTAATG 
ACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGC 
GGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGCTTGTGACTGCAAAGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAG 
TGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTCTTCTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAG 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

608854 Bacteria_16S 534021 533966 9 62 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

608854 Bacteria_16S 540126 540071 9 62 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

608854 Bacteria_16S 566163 566108 9 62 gi| 265678675 |ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

608854 Bacteria_16S 621996 621941 9 62 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

608854 Bacteria_16S 738742 738687 9 62 gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
608854 Bacteria_16S 751671 751616 9 64 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

608854 Bacteria_16S 757588 757533 9 62 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
608854 Bacteria_16S 777500 777445 9 62 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

608854 Bacteria_16S 789746 789691 9 62 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

608854 Bacteria_16S 800547 800492 9 62 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
strain Chj707 16S ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

608854 Bacteria_16S 823413 823358 9 62 gi|265678497|ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
608854 Bacteria_16S 862952 862897 9 62 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

608854 Bacteria_16S 873586 873531 9 62 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
strain N-1 16S ribosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

608854 Bacteria_16S 911578 911523 9 62 gi|265678437|ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
608854 Bacteria_16S 917809 917754 9 62 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

608854 Bacteria_16S 919374 919319 9 62 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

608854 Bacteria_16S 920915 920860 9 62 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 
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strain IMI 359870 


16S ribosomal RNA, partial sequence 


941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
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608854 Bacteria_16S 953434 953379 9 62 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 
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Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

608854 Bacteria_16S 1758888 1758833 9 62 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

608854 Bacteria_16S 1810265 1810210 9 62 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

608854 Bacteria_16S 1817961 1817906 9 62 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

608854 Bacteria_16S 1836162 1836107 9 62 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

608854 Bacteria_16S 1846995 1846940 9 62 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

608854 Bacteria_16S 1878829 1878774 9 62 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
608854 Bacteria_16S 1897500 1897445 9 62 gi|219878265|ref|NR_025404.1| Bordetella trematum 
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608854 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


608854 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


608854 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


608854 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


strain Se-1111R 1 


teria; 
608854 Bacteria_16S 


ria; Bacteroidetes; Sphingobacteria; 


1618581 1618526 9 62 gi 
hingobacteria; Sphingobacteriales; Cyc 
1620104 1620049 9 62 gi 
n LMG 21971 16S ribosomal RNA, partial 


ria; Bacteroidetes; Sphingobacteria; S 


s 


1621627 1621572 9 62 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1 


1623149 1623094 9 62 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1707007 1706952 9 62 gi 
bosomal RNA, partial sequence 


nd. 


etaproteobacteria; Burkholderiales; Alca 
1913608 1913553 9 62 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1919851 1919796 9 62 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1921359 1921304 9 62 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


na 


ue 
ct 


1 
av 


1922871 1922816 9 62 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


al 
te 


1935081 1935026 9 62 

ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
1936566 1936511 9 62 gi 
ain 23310 16S ribosomal RNA, partial s 
Proteobacteria; Betaproteobacte 


gi 
Ss; 


eq 
ri 


219878464 
16S ribosomal RNA, partial sequence 1617815 16192 
bacteria 
219878463 


lo 


ph 
219878462 


sequence 


Sphingobac 


219878461 
eq 


16S ribosomal RNA, partial sequence 1896710 18982 


219878253 


219878247 


219878246 


219878238 
1934336 19357 


219878237 


equence 


uence 
a; 


ligenace 


19128 
dales; 


nce 
eriales; 


sequence 
obacteri 


sequenc 
ria; Bur 


Campylo 


uence 
a; Burkh 


1947290 1947235 9 62 gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
608854 Bacteria_16S 1971340 1971285 9 62 gi| 219878214 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
Herbaspirillum. 

608854 Bacteria_16S 1982236 1982181 9 62 gi| 219878207 


strain Cm al3 16S 


Proteobacteria; Deltaproteobacteria; Myxococcales; 


ribosomal RNA, partial sequence 


219878230 
6S ribosomal RNA, partial sequence 1946525 19480 


ingobact 


Burkh 
219878403 
1706248 17077 


Morax 
219878248 


Sphingobacteriales; Cyclobacteriaceae; 


ref|NR_025603.1 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 
ref|NR_025602.1| Algoriphagus 
1619338 1620810 Algoriphagus 
eriales; Cyclobacteriaceae; 


Algoriphagus chordae 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


Sutterella 
8 Sutterella 


ref|NR_025600.1 
1622384 162383 

olderiales; Alcaligenaceae; Sutterella. 

ref|NR_025542.1| Clostridium diolis 

30 Clostridium diolis Bacteria; 


30 Bordetella trematum Bacteria; 
ae; Bordetella. 
ref|NR_025392.1 
72 1914310 Acinet 
ellaceae; Ac 
ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 
1920604 192206 
ales; Flavobacte 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 
riaceae; 


, 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


ref|NR_025385.1 

e 1922112 192356 

kholderiales; Bu 

ref|NR_025377.1| Campylobacter hominis 

49 Campylobacter hominis Bacteria; 

bacteraceae; Campylobacter. 

ref|NR_025376.1] Comamonas 

1935800 1937297 Comamonas 

olderiales; Comamonadaceae; Comamonas. 

ref|NR_025369.1| Bordetella petrii 

20 Bordetella petrii Bacteria; 

ae; Bordetella. 

ref|NR_025353.1 
1970584 197204 

deriales; Oxalob 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


ref|NR_025346.1|] Chondromyces robustus 


1981436 1982973 Chondromyces robustus Bacteria; 
Sorangiineae; Polyangiaceae; Chondromyces. 


608854 Bacteria_16S 1983821 1983766 9 62 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

608854 Bacteria_16S 1985405 1985350 9 62 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

608854 Bacteria_16S 2064755 2064700 9 62 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

608854 Bacteria_16S 2122727 2122672 9 62 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

608854 Bacteria_16S 2178702 2178647 9 62 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
608854 Bacteria_16S 2189334 2189279 9 62 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

608854 Bacteria_16S 2230175 22301209 62 gi|219857579|ref|NR_025167.1| Laribacter 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
608854 Bacteria_16S 2233195 2233140 9 62 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

608854 Bacteria_16S 2274596 2274541 9 62 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

608854 Bacteria_16S 2276130 2276075 9 62 gi|219857549|ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

608854 Bacteria_16S 2283769 2283681 9 94 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter marinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 

608854 Bacteria_16S 2294296 2294241 9 62 gi|219857535|ref|NR_025123.1| Shewanella olleyana 


strain ACEM 9 16S 
Proteobacteria; G 


608854 Bacteria_16S 


strain KF46F 16S 


Proteobacteria; B 


608854 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


608854 Bacteria_16S 


denitrificans str 
denitrificans Bac 


608854 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


608854 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


608854 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


608854 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


608854 Bacteria_16S 


ATcC 700122 16S r 
Actinobacteria; C 


608854 Bacteria_16S 
6S ribosomal RNA, partial sequence 2531266 25327 


strain LMG 3413 1 
Proteobacteria; B 


608854 Bacteria_16S 


palleronii strain 
palleronii Bacter 


ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2366896 2366841 9 62 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2410915 2410860 9 62 gi 


qu 
la 


etaproteobacteria; Burkholderiales; Te 
2436743 2436688 9 62 gi 


pi 


etaproteobacteria; Burkholderiales; Burk 
2543504 2543449 9 62 gi 
CCUG 20334 16S ribosomal RNA, partial 


ia; Proteobacteria; Betaproteobacteria 


s 


’ 


608854 Bacteria_16S 


strain ATCC 19624 


2293525 22949 


2364627 23660 


219857482 


ence 


dimonas. 


219857430 
6S ribosomal RNA, partial sequence 2436004 24374 


holderia 


219857348 


equence 
Burkhold 


2546617 2546562 9 62 gi 
16S ribosomal RNA, partial sequence 


219857346 


25458 


smatacea 
219857453 
6S ribosomal RNA, partial sequence 2410156 24116 


83 Shewanella olleyana Bacteria; 


ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2304751 2304696 9 62 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

2315397 2315342 9 62 gi|219857519|ref|NR_025107.1| Comamonas koreensis 

16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

2353078 2353023 9 62 gi|219857492|ref|NR_025080.1| Comamonas 
ain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

2365386 2365331 9 62 gi|219857483|ref|NR_025071.1| Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


Mycoplasma 
6 Mycoplasma 


ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

2519902 2519847 9 62 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ibosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

2532037 2531982 9 62 gi|219857356|ref|NR_024944.1| Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024936.1| Hydrogenophaga 

2542716 2544225 Hydrogenophaga 
eriales; Comamonadaceae; Hydrogenophaga. 
ref |NR_024934.1| Hylemonella gracilis 
37 2547323 Hylemonella gracilis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 


608854 Bacteria_16S 
strain FI-25796 1 


608854 Bacteria_16S 
intermedia strain 
Bacteria; Proteob 
608854 Bacteria_16S 
strain CMRI H02 1 
Proteobacteria; E 
608854 Bacteria_16S 


subterraneus strain C55 16S ribosomal RNA, partial sequence 26742 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacte 


608854 Bacteria_16S 


strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 26847 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
608854 Bacteria_16S 2710906 2710851 9 62 gi|219857181|ref|NR_024809.1 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
608854 Bacteria_16S 2718417 2718362 9 62 gi|219857176|ref|NR_024804.1 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 271910 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Herbaspirillum. 

608854 Bacteria_16S 2733670 2733615 9 62 gi| 219857165 |ref|NR_024793.1 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 27343 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
608854 Bacteria_16S 2735160 2735105 9 62 gi|219857164|ref|NR_024792.1 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 273583 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
608854 Bacteria_16S 2736650 2736595 9 62 gi|219857163|ref|NR_024791.1 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 273732 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; S 
Shewanella. 

608854 Bacteria_16S 2749724 2749669 9 62 gi|219857154|ref|NR_024782.1 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 275045 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Diaphorobacter. 

608854 Bacteria_16S 2758855 2758800 9 62 gi| 219857147 |ref|NR_024775.1 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 275950 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; 
Reichenbachiella. 

608854 Bacteria_16S 2868128 2868073 9 62 gi|219856879|ref|NR_024698.1 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 286884 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobac 
Herbaspirillum. 

608854 Bacteria_16S 2906434 2906379 9 62 gi|219856852|ref|NR_024671.1 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Willia 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiac 
608854 Bacteria_16S 2954927 2954872 9 62 gi|219856820|ref|NR_024639.1 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


608854 Bacteria_16S 
strain 1145589 16 
Bacteroidetes; 
608854 Bacteria_16S 
polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; 
608854 Bacteria_16S 
multipotens strai 
Bacteria; 
608854 Bacteria_16S 
propionica strain 
Bacteria; Proteob 
608854 Bacteria_16S 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 

608854 Bacteria_16S 
amylophilus strai 
Bacteria; Proteob 
608854 Bacteria_16S 


Bacteroidia; 


Proteobacteria; 


2594263 2594208 9 


2644951 2644896 9 


2671872 2671817 9 


2675001 2674946 9 


2684062 2684007 9 


3015845 3015790 9 


3023291 3023236 9 


3079242 3079187 9 


3080818 3080763 9 


3082394 3082339 9 
Proteobacteria; 


3095876 3095821 9 


3321428 3321373 9 


62 


62 


62 


62 


62 


62 


S ribosomal RNA, partial sequence 
Bacteroidales; 


62 


62 


62 


62 


Deltaproteobacter 


62 


62 


gi 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 


gi 


6S ribosomal RNA, partial sequence 2671138 26725 
psilonproteobacteria; Campylobacterale 


gi 


gi 


gi 
30 


Porphyromonadaceae; 


gi 


s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobacter 
Gordonia. 


gi 


n RH-8 16S ribosomal RNA, partial sequ 
Deltaproteobacteria; Desulfurel 


gi 


U-8 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfurel 


gi 


ain K-119 16S ribosomal RNA, partial s 
teria; 


gi 


n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromonada 


gi 


219857272 


219857228 
e 26441 
riales; 
219857208 


S; 
219857206 


rs 
219857200 


219846913 
15068 30165 
Dy 
219846908 
1 sequence 
idae; Ac 


219846869 
ence 30784 
lales; D 
219846868 
30800 
lales; D 
219846867 
equence 
ia; Desu 


219846858 
ence 30950 
les; Suc 


Comamonadaceae; 


Helicob 


ref |NR_024903.1 
10 Mycobacterium 
Mycobacter 
ref |NR_024856.1 
82 2645662 Hydro 


ref |NR_024836.1 
55 Helicobacter 
acteraceae; Hel 
ref |NR_024834.1 
15 2675666 Thiob 


ref|NR_024828.1 


eae; Gordoniace 
ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 
ref|NR_026500.1 
3022528 302398 
tinomycetales; C 


ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 


ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 


219846705 


i 


Shewanellaceae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Hydrogenophaga 


genophaga intermedia 
Hydrogenophaga. 


Helicobacter ganmani 


ganmani Bacteria; 
i 


cobacter. 
Thiobacter 


acter subterraneus 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


Cellulophaga pacifica 


pacifica Bacteria; 


Herbaspirillum 
5 Herbaspirillum 


Oxalobacteraceae; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 


hewanellaceae; 


Diaphorobacter 
5 Diaphorobacter 


Comamonadaceae; 


Reichenbachiella 
5 Reichenbachiella 


Flammeovirgaceae; 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
ae; 


Gordonia. 
Dysgonomonas gadei 


gadei Bacteria; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Ruminobacter 
bacter amylophilus 


; Ruminobacter. 


ref |NR_026297.1 


Gordonia hirsuta 


strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


608854 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; 


strain DSM 44015 


Bacteria; Actinob 
608854 Bacteria_16S 


marinum DSM 5261 
Proteobacteria; 


strain ATCC 51270 
Bacteria; 


strain ATCC 43992 
Proteobacteria; 
strain DSM 43045 


strain DSM 20542 


strain DSM 20528 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
608854 Bacteria_16S 3588315 3588260 9 62 gi| 219846517 |ref|NR_026109.1 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
608854 Bacteria_16S 3589885 3589830 9 62 gi|219846516|ref|NR_026108.1 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 35906 

Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 

608854 Bacteria_16S 3592939 3592884 9 62 gi|219846513|ref|NR_026105.1 


strain BL 70/20 1 
Firmicutes; 


strain DSM 50071 
Bacteria; 


strain MIT 95-170 
Bacteria; 


frigidimarina Bac 


608854 Bacteria_16S 
strain ROO] 16S r 


Proteobacteria; B 


608854 Bacteria_16S 


parapertussis str 
parapertussis Bac 


608854 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


608854 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


608854 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


608854 Bacteria_16S 


strain DSS12 16S 
Proteobacteria; 


strain ATH 2.2.1 


Proteobacteria; B 


608854 Bacteria_16S 


denitrificans str 
denitrificans Bac 


608854 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


608854 Bacteria_16S 


strain IAM 13153 


B 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


Bactero 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


Clost 
608854 Bacteria_16S 


Proteob 
608854 Bacteria_16S 


Proteob 
608854 Bacteria_16S 
frigidimarina str 


G 
608854 Bacteria_16S 


3350301 3350246 9 62 gi 
etaproteobacteria; Burkholderiales; Bu 
3380901 3380846 9 62 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 


3388506 3388451 9 62 gi 


ammaproteobacteria; Chromatiales; Chro 
3409707 3409652 9 62 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; Po 
3429069 3429014 9 62 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3504381 3504326 9 62 gi 


3516559 3516504 9 62 gi 
oc 


3518081 3518026 9 62 gi 


ridia; Clostridiales; cl 
3629173 3629086 9 94 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3635267 3635212 9 62 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3659758 3659703 9 62 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3770746 3770691 9 62 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3805457 3805402 9 62 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3806971 3806916 9 62 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3808433 3808378 9 62 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3854033 3853978 9 62 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3951084 3951029 9 62 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3961597 3961542 9 62 gi 


Clostridiaceae; 


ue 
ri 


s 
er 


en 


pt 


he 


etaproteobacteria; Burkholderiales; Rubr 
3971955 3971900 9 62 gi 
ain AS-P1l 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


3973456 3973401 9 62 gi 


ed. 


etaproteobacteria; Burkholderiales; Oxal 
3976328 3976240 9 94 gi 


16S ribosomal RNA, complete sequence 


219846684 
6S ribosomal RNA, partial sequence 3349528 33510 
rk 
219846662 


al 
219846653 
16S ribosomal RNA, partial sequence 3387742 33891 
ma 
219846638 


rp 
219846625 


he 
219846573 
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NR_026078.1 
74 3629910 Pseudo 


NR_026074.1 


NR_026057.1 


NR_025975.1 
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3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 


608854 Bacteria_16S 4019407 4019322 9 91 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

608854 Bacteria_16S 4028536 4028481 9 62 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

608854 Bacteria_16S 4030085 4030030 9 62 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

608854 Bacteria_16S 4037745 4037690 9 62 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

608854 Bacteria_16S 4060242 4060187 9 62 gi| 219846180 |ref|NR_025770.1]| Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
608854 Bacteria_16S 4081570 4081515 9 62 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

608854 Bacteria_16S 4096597 4096542 9 62 gi|219846155|ref|NR_025745.1| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

608854 Bacteria_16S 4098083 4098028 9 62 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
608854 Bacteria_16S 4099539 4099484 9 62 gi|219846153|ref|NR_025743.1]| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

608854 Bacteria_16S 4176109 4176054 9 62 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

608854 Bacteria_16S 4177594 4177539 9 62 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
608854 Bacteria_16S 4179159 4179104 9 62 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

608854 Bacteria_16S 4189838 4189783 9 62 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

608854 Bacteria_16S 4194436 4194381 9 62 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
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219878369 


Halomonad 
219878347 
17835 

Halomonad 
219878341 


219878340 


onaceae; V 
219878312 
uence 

e; Actinom 


219878303 
1 sequence 
Actinomyc 


219878208 
al sequenc 
bacteridae 


1994714 1994632 9 88 


gi 


Vv 


ref|NR_027185.1 


acea 
ref 


e; Halomona 
NR_025495.1 


; Be 
ref 


utenbergiac 
NR_024632.1 


ibri 
ref 
mona 
ceae 
ref 
nce 


O°. 
NR_027602.1 
s balearica 
; Ferrimonas 
NR_027588.1 

135754 
; Fusobacteriac 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvula 
ref|NR_027194.1 


teriaceae; Xenor 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025593.1 

1632974 163447 
dales; 
ref|NR_025575.1 
o fortis Bacteri 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025547.1 
© pomeroyi Bacte 


ref |NR_025533.1 
59 Cetobacterium 


ref|NR_025525.1 
87 Butyrivibrio 
rio. 
ref|NR_025508.1 
aceae; Halomona 
ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomona 
ref|NR_025480.1 
o chagasii Bacte 


ref|NR_025479.1 


ibrio. 
NR_025451.1 
1833888 183531 
ycetales; Microc 


ref |NR_025442.1 
1847763 184924 
etales; Actinomy 


ref |NR_025347.1 
e 1979903 198138 
Actinomycetale 


’ 


219878199 


e 


r 


Aeromonad 


Ss. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Salana multivorans 


13 Salana multivorans Bacteria; 
e 


ae; Salana. 
Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Ferrimonas balearica 

DSM 9799 Bacteria; 
Fusobacterium 

0 1358872 Fusobacterium 

ae; Fusobacterium. 
Parvularcula 

arcula bermudensis 

culaceae; Parvularcula. 

Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 

Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Vibrio fortis strain 
a; Proteobacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Cetobacterium somerae 
somerae Bacteria; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Ss. 


Halomonas muralis 
nas muralis Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Gulosibacter 
7 Gulosibacter 
occineae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


ref |NR_025338.1 


Serratia entomophila 


strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


tia. 


608854 Bacteria_16S 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
608854 Bacteria_16S 
hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 
608854 Bacteria_16S 
gottschalkii stra 
gottschalkii Bact 


Anaerobranca. 


608854 Bacteria_16S 
mediterranea stra 


mediterranea MMB- 


608854 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; 


strain CDC 2991-8 
Proteobacteria; 
Proteobacteria; 


strain IAM 14848 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 


japonicum strain 


japonicum Bacteria; Proteobacteria; Gammaproteobacteria 
608854 Bacteria_16S 


strain JCM1240 16 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
608854 Bacteria_16S 


strain JCM1234 16 
Proteobacteria; 


strain LMG 2542 1 
Proteobacteria; G 


608854 Bacteria_16S 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


608854 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


608854 Bacteria_16S 
JW265 16S ribosomal RNA, partial sequ 
Syntro 


lipolytica strain 
Bacteria; Firmicu 


608854 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


608854 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


608854 Bacteria_16S 
train AAP 16S ribosomal RNA, partial s 
Gammaproteoba 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


608854 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


608854 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


608854 Bacteria_16S 


periodonticum str 
periodonticum Bac 


G 
608854 Bacteria_16S 


G 


G 
608854 Bacteria_16S 


2078567 2078478 9 94 gi 

DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
2262292 2262238 9 61 gi 
acteria; 
erium. 


2397134 2397080 9 


Thermodesulfobacteria; 


61 gi 


eria; Firmicutes; Clostridia; 
2586489 2586431 9 

in MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 
2620505 2620423 9 88 gi 


16S ribosomal RNA, partial sequence 


65 gi 


2637198 2637116 9 88 gi 
1 16S ribosomal RNA, partial sequence 


2892785 2892699 9 92 
bosomal RNA, partial sequence 


gi 
28 


2900299 2900237 9 69 gi 
16S ribosomal RNA, partial sequence 28 


2932281 2932199 9 88 gi 
ATCC 19191 16S ribosomal RNA, partial 


2947501 2947419 9 88 
S ribosomal RNA, partial sequence 


gi 
29 


2951980 2951898 9 88 
S ribosomal RNA, partial sequence 


gi 
29 


2967050 2966968 9 88 


gi 


ammaproteobacteria; Enterobacteriales; 
3212288 32122309 64 gi 


3227454 3227368 9 
osomal RNA, partial sequence 


92 gi 


3235020 3234966 9 61 gi 


tes; Clostridia; Clostridiales; 
3271231 3271149 9 88 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3272769 3272687 9 88 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3319922 3319836 9 92 gi 
acteria; Proteobacteria; 
3353364 3353278 9 92 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3564111 3564025 9 92 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3618765 3618707 9 65 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 


gi 


608854 Bacteria_16S 


nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


3620146 3620088 9 65 gi 


train SL6 16S ribosomal RNA, partial s 
Thermo 


in LBS3 16S ribosomal RNA, partial seq 
Clostrid 


complete se 
Gammaprote 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 
608854 Bacteria_16S 
strain S-1 16S ri 
G 
608854 Bacteria_16S 


ammaproteobacteria; Vibrionales; Vibri 


ammaproteobacteria; Enterobacteriales; 


6S ribosomal RNA, partial sequence 2966273 29677 


3226672 32281 
ammaproteobacteria; Vibrionales; Vibri 


3352589 33540 


3563299 3564734 Vibri 


219878137 
sequence 
Ac 


219857558 
equence 
de 


219857462 
uence 
iales; 


219857277 
quence 
obacteria; 
219857252 
26197 
Enterobac 
219857233 
26364 
Enterobac 
219856861 
92009 28935 
onaceae; 
219856856 
99524 29010 
ococcineae 
219856835 
sequence 

; Oceanosp 
219856825 
46729 29481 
Enterobac 
219856822 
51208 29526 
Enterobac 
219846946 


Enterobac 
219846780 
al sequenc 
teria; 


219846769 


onaceae; V 
219846764 
ence 32342 
phomonadac 
219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846706 
equence 
cteria; Oc 
219846682 


Halomonad 
219846533 


219846493 
sequence 
Fusobacter 
219846492 


tinomyce 


sulfobac 


Clo 


Vv 


Campylo 


ref|NR_025276.1 
2077807 207932 
tales; Propioni 


ref|NR_025146.1 
2261503 226299 
teriales; 


NR_025050.1 
2396386 239781 
stridiales Fami 


ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024883.1 
36 2621149 Kluyv 
teriaceae; Kluy 
ref|NR_024861.1 
13 2637923 Citro 
teriaceae; Citr 
ref|NR_024680.1 


ibri 
ref 


oO. 
NR_024675.1 
; Microbacteriac 
ref|NR_024654.1 
2931509 293296 
irillales; Pseu 
ref|NR_024644.1 


teriaceae; Serra 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_026538.1 


teriaceae; Dicke 
ref |NR_026372.1 
e 3211554 321297 
bacterales; 
ref |NR_026361.1 
ibrio. 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026298.1 

3319157 332063 
eanospirillales; 


’ 


ref|NR_026274.1 
acea 
ref 
o ne 


e; Halomonas 
NR_026125.1 
reis Bacteri 


ref|NR_026085.1 
3618078 361940 
iaceae; Fusobact 


b 


Thermo 


1 


e 
Vv 


b 
° 


d 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 

Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Pseudospirillum 

7 Pseudospirillum 

ospirillum. 

Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 

Helicobacter 

4 Helicobacter 
Helicobacteraceae; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Halomonas 

3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Vibrio nereis strain 
a; Proteobacteria; 


Fusobacterium 
8 Fusobacterium 
erium. 

Fusobacterium 


ref|NR_026084.1 


animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 


Fusobacterium. 


animalis Bacteria; 


Fusobacteria; 


3619459 3620789 


Fusobacteriales; 


GTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAACT 
TACCAGAGATGGTTTGGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGG 
GCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACT 
GCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCA 
GAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGG 
CCGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACGCAGCGAAAGCTGCGCTAATACCGCATACGATCTAT 
GGATGAAAGCGGGGGACCGTAAGGCCTCGCGCGATTGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCAACGATCTGTAGCTGGT 
CTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATG 
CCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAACGGCTCTGGTTAATACCTGGGGCTAATGACGGTACCGTAAGAATAAGCACC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAA 
TCCCCGGGCTCAACCTGGGAATGGCGCTTGTGACTGCAAAGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGG 
AACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA 
TGTCAACTGGTTGTTGGGTCTCTTCTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAACTTACCAGAGATGGTTTGGTGCTCG 
AAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGA 
AAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCT 
GGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCCAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTA 
ATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAGTTAGCCTAACCGCAAG 
GAGGGCGATTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCYTTTCTGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAGTTTTTGATCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCT 
CTTCGGAGGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGAGCTAATACCGGATACTATGTCAAACC 
GCATGGTTTGACATTCAAAGACGGTTTCGGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGCGTAG 
CCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG 
CAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTCAGGGAAGAACAAGTGCCGGAGTAACTGCCGGCGCCTTGACGGTACCTGACCAGAAA 
GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATG 
TGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGT 
GGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGCCACTTCTAGAGATAGAAG 
GTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGT 
TGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACG 
TGCTACAATGGATGGTACAAAGGGCTGCGAGACCGCGAGGTTTAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCT 
GGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTG 
GGGTAACCGCAAGGAGCCAGCCGCCTAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGTAGGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNTTAGAGTTTTATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGACCTTCGGGTCTAGCGGCGGACG 
GGTTAGTAACGCGTGGGAATATGCCCTTCACTACGGAATAGCCTCGGGAAACTGGGAGTAATACCGTATACGCCCTTTGGGGGAAAGATTTATCGGTGAAGGATT 
AGCCCGCGTCTGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTACGATCAGTAGCTGGTTTGAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGAGTGACGAAGGCCTTAGGGTCGTAAAGCTCTTTC 
GCCAGAGATGATAATGACAGTATCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCG 
TAAAGCGCACGTAGGCGGATTGGAAAGTATGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTGTAAACTCCCAGTCTAGAGTTCGAGAGAGGTGAGTGGA 
ATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGACGTCGGGGGGCTTGCCCTTCGGTGTCACACCTAACGGATTAAGCATTCCGCCTGG 
GGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCT 
TGACATCCTCTGACCGCCTGGGAGACCAGGTTTTCTCGTAAGAGACAGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTC 
CGGCAACGAGCGCAACCCACATCTTTAGTTGCCATCATTCAGTTGGGCACTCTAGAGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCT 
CATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCATCTACAATGGGTTAATCTCCAAAAGATGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCA 
TGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAA 
GGCCGTGCGCCAACCAGCAATGGGGGCAGCGGACCACGGTGAGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTANGGGAACCTGCGGTGATCCCNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCCTAACACATGCAAGTCGAGCGAAGCTGCTAGACAGATCCCTTCGGGGTGACGTCTAG 
TAGACTGAGCGGCGGACGGGTGAGTAACGCGTAGGTGACCTACCCCTCAGAGGGGGATAACTGGGGGAAACTCCAGCTAATACCCCATACGTTCCGTACTGTAAG 
TGGTACGGGAAGAAAGGGAGCAACTGCGTCCGCTGAGGGAGGGGCCTGCGTCCCATCAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGG 
TCTGAGAGGATGGCCGGCCACAAGGGCACTGAGACACGGGCCCTACTCCTACGGGAGGCAGCAGTGGGGGATTTTGGACAATGGGCGAAAGCCTGATCCAGCGAC 
GCCGCGTGCGGGAAGAAGCCCTTCGGGGTGTAAACCGCTGTGGTGGGAGACGAATAAGCCGAGGAGTGGAAAGCCTCGGTGATGACGGTATCCCACTAGAAAGCC 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTACCCGGATTTACTGGGCGTAAAGGGGGCGTAGGCGGCCGTGTAAGTCCGGTGTGA 
AATGCCACGGCTCAACCGTGGAACTGCGCTGGAAACTACACGGCTTGAGGACGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCCGTAGATATCAGCA 
GGAACGCCGGTGGGGAAGCCGGTCTCCTGGGCCGTTCCTGACGCTGAGGCCCGAAAGCTAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAAC 
GATGCCCACTAGGTGTGGGGGAATAATTCCTCCGTGCTGTAGCTAACGCGTTAAGTGGGCCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGAC 
GGGACCCCGCACAAGCGGTGGAGCGTGTGGTTTAATTGGACGCTATGCCAAGAACCTTACCAGGGCTTGACATGCTGGTGGTACTGACCCGAAAGGGGAGGGACC 
CGCGTCGTAAGACGTGGGAGCCAGCACAGGTGGTGCACGGTCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTA 
GTTGCCAGCGGTTCGGCCGGGCACTCTAAGGGGACTGCCGGCGACGAGCCGGAGGAAGGAGGGGATGACGTCAGATACTCGTGCCCCTTATGCCCTGGGCGACAC 
ACGCGCTACAATGGGTGGGACAGCGGGTTGCGACCCAGCGATGGGGAGCTAATCCCTTAAACCCACCCCCAGTTCGGATTGCAGGCTGAAACCCGCCTGCATGAA 
GCCGGAATCGCTAGTAATCGCGGATCAGCCACGCCGCGGTGAATACGTTCCCGGGGTTTGTACACACCGCCCGTCACGCCACCCGAGTTGGCAGCGCCCGAAGAT 
GGGTATTCCAACCCGAAAGGGAGGAAACCTATTGAGGGCGAGGCTGGCGAGGGGGGCGAAGTCGTAACAAGGTAGGTGTACCGGAAGNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTTCGGGGGTACACGAGCGGCGAA 
CGGGTGAGTAACACGTGGGTGACCTGCCCTCCACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATAGGACCACTGATCGCATGGTTGGTGGTGGAAAG 
TTTTTTCGGTGGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTC 
GGGTTGTAAACCTCTTTCGCCAGGGACGAAGAGCAATTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAACACGAAGGGTGCGA 
GCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGCGTCGGCCGTGAAAACTGGGGCTTAACTCTGAGCGTGCGGCGATACGGGCATCACTT 
GAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGACCATTCCACGGTTTCTGTGCCGCAGC 


608854 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
608854 Bacteria_16S 
strain Inkinen 16 
Proteobacteria; E 
608854 Bacteria_16S 
strain EN 101 16S 
Proteobacteria; G 
608854 Bacteria_16S 
strain 1846 16S 
Proteobacteria; G 
608854 Bacteria_16S 
atramentaria stra 
atramentaria Bact 
Thermomonosporaceae; 
608854 Bacteria_16S 
strain IFO 14345 


3621527 3621469 9 


3647454 3647396 9 


3670444 3670362 9 


3674965 3674883 9 


3733504 3733450 9 


3739345 3739291 9 


65 


Fusobacteria; 


64 


S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


88 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


88 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


61 


in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 
Actinomadura. 


61 


Actinobacteria; Actinobacteridae; Actinomycetales; 


608854 Bacteria_16S 
strain CS1 16S ri 
Proteobacteria; E 
608854 Bacteria_16S 
strain 62 16S rib 
Proteobacteria; G 
608854 Bacteria_16S 
strain Gl 16S rib 
Proteobacteria; 
608854 Bacteria_16S 
strain NRRL B-163 
Bacteria; Actinob 
608854 Bacteria_16S 
lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 
608854 Bacteria_16S 


HDS1-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 
608854 Bacteria_16S 


tainanensis strain S1 16S ribosomal RNA, 


Bacteria; Proteob 
608854 Bacteria_16S 


HT 2-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 
608854 Bacteria_16S 
strain G3-29 16S 
Proteobacteria; G 
608854 Bacteria_16S 
strain U 5/41 16S 
Proteobacteria; G 
608854 Bacteria_16S 
strain 1502-91 16 
Bacteroidetes; Fl 
608854 Bacteria_16S 
strain B 5329 16S 


608854 Bacteria_16S 
joergensenii stra 
joergensenii Bact 
Desulfospira. 

608854 Bacteria_16S 
thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 

608854 Bacteria_16S 
strain 136 16S ri 


eria; 


avobacteria; 


teria; 


3826883 3826825 9 


3837349 3837263 9 


3913684 3913602 9 


4031626 4031572 9 


4034730 4034676 9 


4046790 4046704 9 


4101008 4100950 9 


4104015 4103929 9 


4186778 4186692 9 


4245729 4245647 9 


27985 27932 9 


49132 49051 9 


77882 77801 9 
Proteobacteria; 
97606 97549 9 
Proteobacteria; 


120563 120482 9 


64 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


92 


osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


88 


osomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


61 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


61 


ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 


92 


65 


92 


92 


ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


88 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


60 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


87 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


87 


in B331 16S ribosomal RNA, partial seq 
Deltaproteobacte 


64 


ain Bra2 16S ribosomal RNA, partial se 
Deltaproteobact 


87 


bosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


608854 Bacteria_16S 
strain 27 16S rib 


137268 137187 9 


87 


osomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


608854 Bacteria_16S 


138827 138746 9 


87 


strain ST26 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


complete seque 
acteria; Betaproteobacteria; Neisseria 


gi 


fusiforme strain SOR 16S ribosomal RNA, 


fusiforme Bacteria; Fuso 


gi 


3646715 36481 
Helicob 


gi 


3669690 36711 


gi 


3674212 36756 


gi 


gi 


16S ribosomal RNA, partial sequence 3738628 37400 


Stre 
gi 


3826129 38276 


gi 


3836584 38380 
alomonad 


gi 


3912908 39143 


gi 


gi 


gi 


4045996 4047515 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


gi 


gi 


4103238 4104753 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


gi 


4186000 41874 


gi 


4244934 42463 


gi 


27210 
Flavoba 


gi 


48372 


gi 


219846491 

partial 

ba 
219846473 


S; 
219846457 


Enterobac 
219846454 


Enterobac 
219846412 
equence 


219846408 


ptosporang 
219846345 


s; Helicob 
219846337 


H 
219846285 


Enterobac 
219846202 
40308 
ales; Glyc 
219846200 
rtial sequ 
e; 


219846189 
219846152 
nce 41002 
les; Neiss 
219846150 


219846085 


onaceae; V 
219722938 


Enterobac 
265679045 
28718 


265679031 
49856 


265679012 
uence 


ria; Desul 


gi 


gi 


119823 12132 
ococcineae 


Micr 
gi 


136495 13800 
ococcineae 


Micr 


265678998 
quence 


eria; Desu 


265678982 


265678971 


gi 


cteriale 


Actinomy 


Actinomycet 


cteriaceae; 


nomycineae; 


ref 
sequ 


NR_026083.1 
ence 36208 
s; Fusobacteria 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Hel 
ref |NR_026048.1 


teri 
ref 


aceae; Bren 
NR_026045.1 


teriaceae; Pant 
ref|NR_026003.1 

3732782 373419 
cetales; Strept 
ref|NR_025999.1 
ineae; Streptos 
ref|NR_025935.1 
02 Helicobacter 
acteraceae; Hel 
ref |NR_025927.1 


acea 
ref 


e; Halomonas 
NR_025875.1 


teri 
ref 


aceae; 
NR_025792.1 


omyc 
ref 
ence 


ineae; 
NR_025790.1 

403395 
ales; 


ref 
Oo ez 


NR_025779.1 
urae Bacteri 


ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025740.1 
o gallicus Bacte 
ref|NR_025675.1 
ibri 
ref 


oO. 
NR_024570.1 


teri 
ref 


aceae; Esche 
NR_029353.1 


; Coenonia. 
ref |NR_029339.1 

Actinobaculum 
; Actinomycetace 
ref |NR_029320.1 

77090 78536 
fobacterales; De 
ref |NR_029306.1 

96815 98277 
lfobacterales; D 
ref |NR_029290.1 
2 Cellulomonas 
; Cellulomonadac 
ref |NR_029279.1 


; Cellulomonadac 


265678970 


4 
c 


fe) 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Helicobacter salomonis 


salomonis Bacteria; 
i 


cobacter. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 
n 


eria. 
Pantoea ananatis 


66 Pantoea ananatis Bacteria; 
° 


ea. 
Actinomadura 

0 Actinomadura 

sporangineae; 


Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 
Pp 


orangiaceae; Nonomuraea. 
Helicobacter felis 


felis Bacteria; 
ZL 


cobacter. 
Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 
Xenorhabdus. 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 
Glycomycetaceae; 


Glycomyces. 
Glycomyces 
0 4035456 Glycomyces 


Glycomycineae; 


Vibrio ezurae strain 
a; Proteobacteria; 


Chitinibacter 

ibacter tainanensis 
ibacter. 

Vibrio gallicus strain 
ria; Proteobacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Coenonia anatina 


Coenonia anatina Bacteria; 


Actinobaculum schaalii 
schaalii Bacteria; 

ae; Actinobaculum. 
Desulfospira 
Desulfospira 
sulfobacteraceae; 


Desulfocapsa 
Desulfocapsa 


esulfobulbaceae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 


ref |NR_029278.1 


Sanguibacter suarezii 


138055 139531 Sanguibacter suarezii Bacteria; 


Micrococcineae; 


Sanguibacterac 


eae; Sanguibacter. 


608854 Bacteria_16S 140356 140275 9 87 gi| 265678969 |ref|NR_029277.1 
strain ST50 16S ribosomal RNA, partial sequence 139582 14105 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
608854 Bacteria_16S 300293 300236 9 64 gi|265678860|ref|NR_029166.1 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
608854 Bacteria_16S 385132 385075 9 64 gi| 265678798 |ref|NR_029103.1 
strain OK2 16S ribosomal RNA, partial sequence 384340 38587 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
608854 Bacteria_16S 397355 397274 9 87 gi|265678790|ref|NR_029095.1 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Cellulomonadaceae; Cellulomonas. 

608854 Bacteria_16S 443800 443747 9 60 gi| 265678759 |ref|NR_029064.1 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteri 
608854 Bacteria_16S 445336 445279 9 64 gi|265678758|ref|NR_029063.1 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 

608854 Bacteria_16S 457688 457631 9 64 gi|265678746|ref|NR_029051.1 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 45835 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
608854 Bacteria_16S 520314 520261 9 60 gi|265678705|ref|NR_029010.1 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavob 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flav 
608854 Bacteria_16S 521842 521789 9 60 gi|265678704|ref|NR_029009.1 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
608854 Bacteria_16S 555430 555373 9 64 gi| 265678682 |ref|NR_028987.1 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 55615 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
608854 Bacteria_16S 556972 556915 9 64 gi| 265678681 |ref|NR_028986.1 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 55769 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
608854 Bacteria_16S 569161 569080 9 87 gi| 265678673 |ref|NR_028978.1 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
608854 Bacteria_16S 575178 575121 9 64 gi| 265678669 |ref|NR_028974.1 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
608854 Bacteria_16S 587153 587096 9 64 gi|265678661|ref|NR_028966.1 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
608854 Bacteria_16S 687147 687090 9 64 gi| 265678591 |ref|NR_028896.1 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
608854 Bacteria_16S 756035 755982 11 62 gi| 265678542 |ref|NR_028846.1 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 75674 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
608854 Bacteria_16S 982414 982361 9 60 gi| 265678389 |ref|NR_028691.1 


strain BARC318 16 
Tenericutes; Moll 


608854 Bacteria_16S 
strain GPll 16S r 
G 
608854 Bacteria_16S 


Proteobacteria; 


199/55 16S riboso: 
Gammaproteobacter 


608854 Bacteria_16S 


strain Ne 11 16S 
Proteobacteria; 


L-3 16S ribosomal 
Gammaproteobacter 


608854 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


608854 Bacteria_16S 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 


vladivostokensis 
Vitellibacter. 


G 
608854 Bacteria_16S 


S ribosomal RNA, 
icutes; Entomoplasmatales; 
1013160 1013103 9 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1014656 1014599 9 64 gi 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1016152 1016095 9 64 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1017649 1017592 9 64 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
1032982 1032893 9 94 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 


Entomoplasm 
64 gi 


Mo 
gi 


complete sequence 981620 98314 


1012401 10138 


1013897 1015342 Morax 


1015393 10168 


1016889 1018335 Morax 


ataceae; E 
265678369 


oraxellace 
265678368 


raxella. 
265678367 


oraxellace 
265678366 


raxella. 
265678356 
sequence 
obacillace 
265678329 


1072432 1072379 9 60 gi 


Bacteria; Bacteroidetes; Flavobacteria 


1 Entomoplasma 
ntomoplasma. 
ref|NR_028671.1 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 

ella 
ref|NR_028669.1 
Moraxella. 


NR_028668.1 
bovis Bacte 


ae; 
ref 
ella 


ref|NR_028658.1 
1032165 103372 
ae; Lactobacillu 


ref 


Flavobac 


, 


Sanguibacter inulinus 


8 Sanguibacter inulinus Bacteria; 


eae; Sanguibacter. 
Mycoplasma 
Mycoplasma 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Cellulomonas 
Cellulomonas 

ccineae; 


Croceibacter 
Croceibacter 
aceae; Croceibacter. 
Pseudomonas 
Pseudomonas 
udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 

Flavobacterium 

acterium micromati 

obacterium. 
Flavobacterium 
Flavobacterium 

iaceae; Flavobacterium. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 
Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 

Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Psychrobacter pulmonis 
pulmonis Bacteria; 

ia 

Psychrobacter faecalis 
faecalis Bacteria; 

ry 

Desulfosarcina 
osarcina cetonica 

eae; Desulfosarcina. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Entomoplasma freundtii 


freundtii Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 

Vitellibacter 


NR_028631.1 
107168 


teriales; Flavob 


7 1073086 Vitellibacter 
acteriaceae; 


608854 Bacteria_16S 
aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 
608854 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; 


Bacteria; 


strain R-4079 16S 
Proteobacteria; 


strain R-4069 16S 
Proteobacteria; 


strain UR/MT95 16 
Proteobacteria; 


strain PYAN-1 16S 
Tenericutes; Moll 


608854 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


608854 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


608854 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; 


Bacteria; Bactero 


608854 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


608854 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


608854 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


608854 Bacteria_16S 


gelidilacus strai 
gelidilacus Bacte 


608854 Bacteria_16S 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


608854 Bacteria_16S 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


608854 Bacteria_16S 


strain NNO15860 1 
Bacteroidetes; Fl 


608854 Bacteria_16S 


glaciale strain A 
glaciale Bacteria 


608854 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


608854 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


Ba 
608854 Bacteria_16S 
DSM 18053 16S rib 
Bactero 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


B 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 
frigoris strain R 


etaproteobacteria; Burkholderiales; Oxal 
1282035 1281982 9 60 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1349219 1349138 9 

osomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


87 gi 


al 


1392807 1392750 9 64 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

1578886 1578829 9 64 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1627668 1627615 9 60 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1642861 1642804 9 64 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644422 1644365 9 64 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1691618 1691561 9 64 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


se 


nc 
S; 


se 


se 


iL 
ri 


1713076 1713023 9 60 gi 
n R-8899 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
1714612 1714559 9 60 gi 
M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; Sphingobacteria; Sphin 


qu 
VO. 


ue 
go. 


1805675 1805594 9 87 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
; Oerskovia. 

2063232 2063179 9 


al 
e; 
La 


60 gi 


avobacteria; Flavobacteriales; Flavoba 
2106027 2105974 9 60 gi 
CAM 644 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
2107503 2107446 9 64 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


ct 


ue 
ac 


, 


et 
er 


2142330 2142273 9 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 


64 gi 
ue 
la 


608854 Bacteria_16S 


strain NCIMB 8634 


es; 


e 


a; 


enc 
bac 
nce 


bac 


se 


eri 
nce 
ter 


ia; 


nce 
vob 


2171143 2171086 9 64 gi 
16S ribosomal RNA, partial sequence 


obactera 
219846087 
1281261 12827 
Entomoplasmataceae; 
228720600 
1348448 13499 
Micr 


228716184 
1392046 13934 


219846381 
1578118 15795 
udomonad 
219878458 


16269 


Flavoba 
219878448 
1642082 16435 
udomonad 
219878447 
1643643 16451 
udomonad 
219878413 
sequence 
Pseud 


219878399 


e 
teria 


219878398 


teria 


219878332 


quenc 


Actinomycet 


219878148 
6S ribosomal RNA, partial sequence 2062466 20639 


aceae 


219878116 


iales 


219878115 
e sequen 


Pseu 


219857640 


acter 


E 


ceae; Massilia. 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_027595.1 
42 Sanguibacter 
ococcineae; Sang 


ref|NR_027548.1 


ref|NR_025972.1 
aceae; Pseudomon 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Fla 
ref|NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 
aceae; Pseudomon 
NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref |NR_025538.1 
1712309 171377 
les; Flavobacter 
ref|NR_025537.1 
1713828 171532 
les; Sphingobact 


ref|NR_025471.1 
e 1804913 180639 
ales; Microc 


ref |NR_025287.1 


; Ce 
ref 


llulophaga. 
NR_025255.1 
105286 210665 
; Cryomorphaceae 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


is) 


ref|NR_025229.1 
2141553 214301 
iales; Flavobact 


219857621 


Vi 


1110023 1109942 9 87 gi|265678302|ref|NR_028604.1]| Collinsella 
n JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
ria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 

; Collinsella. 
1173686 1173633 9 60 gi|228719222|ref|NR_027581.1| Capnocytophaga 
16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
cteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

1199355 1199302 9 60 gi|228715480|ref|NR_027533.1| Dyadobacter fermentans 
osomal RNA, partial sequence 1198618 1200010 Dyadobacter fermentans DSM 18053 
idetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Dyadobacter. 

1228002 1227945 9 64 gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans 

ribosomal RNA, partial sequence 1227244 1228719 Cellvibrio fibrivorans Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

1229538 1229481 9 64 gi|219878280|ref|NR_025419.1| Cellvibrio gandavensis 

ribosomal RNA, partial sequence 1228770 1230255 Cellvibrio gandavensis Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
1267221 1267168 9 60 gi|219846423|ref|NR_026014.1| Massilia timonae 
S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 

Flavobacterium 
acterium frigoris 
obacterium. 
Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Flavobacterium 

7 Flavobacterium 
iaceae; Flavobacterium. 
Sphingobacterium 

1 Sphingobacterium 
eriaceae; 


Oerskovia 
8 Oerskovia 


occineae; 


Cellulophaga fucicola 


37 Cellulophaga fucicola Bacteria; 


Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Alkanindiges 

9 Alkanindiges 
axellaceae; 


v 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 


ref|NR_025210.1 


Cellvibrio fulvus 


2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


608854 Bacteria_16S 
strain NCIMB 8633 


608854 Bacteria_16S 
omnivorum strain 
omnivorum Bacteria; 
608854 Bacteria_16S 


xinjiangense Bacteria; 
608854 Bacteria_16S 


2172694 2172637 9 
16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2180186 2180133 9 
AS 1.2747 16S ribosomal RNA, partial sequence 
Bacteroidetes; 

2181702 2181649 9 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial 
Bacteroidetes; 
2202968 2202915 9 


64 


60 


Flavobacteria; 
60 


Flavobacteria; 
60 


gi|219857620 


gi|219857613 
gi]219857612 


gi|219857597 


lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 


lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2219571 2219514 9 
strain KMM 3447 16S ribosomal RNA, partial sequence 
Bacteria; 


608854 Bacteria_16S 
extremorientalis 
extremorientalis 
Pseudomonas. 

608854 Bacteria_16S 


2234727 22346709 


64 
Proteobacteria; 


64 


gi|219857586 


Gammaproteobacteria; Pseudomonadales; 


gi| 219857576 


costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 


costantinii Bacteria; 
Pseudomonas. 
608854 Bacteria_16S 


Proteobacteria; 


2372910 2372829 9 


87 


strain PG15 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2374416 2374359 9 


608854 Bacteria_16S 


64 


strain R171 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2377440 2377383 9 
ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2380454 2380397 9 


608854 Bacteria_16S 
strain MMP-1 16S 


608854 Bacteria_16S 


64 


64 


strain G122 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2423316 2423263 9 


608854 Bacteria_16S 


60 


Gammaproteobacteria; 


gi| 219857478 
2372144 23736 


gi|219857477 
2373653 23751 


gi] 219857475 
2376676 23781 


gi| 219857473 
2379691 23811 


gi|219857443 


sublithincola strain QSSC9-3 16S ribosomal RNA, partial sequence 


sublithincola Bacteria; 


608854 Bacteria_16S 


Bacteria; 
608854 Bacteria_16S 


608854 Bacteria_16S 


608854 Bacteria_16S 


Bacteroidetes; 
2433733 2433680 9 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; 
2577338 2577257 9 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensi 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
2578767 2578686 9 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


2632604 2632551 9 


60 


87 


87 


60 


strain ACAM 81 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
608854 Bacteria_16S 


Salegentibacter. 
608854 Bacteria_16S 


Bacteria; 
608854 Bacteria_16S 


Flavobacteria; 
2691459 2691402 9 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial 
holothuriorum Bacteria; Bacteroidetes; 
2742512 2742459 9 
limicola strain ST-82 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 


2811552 2811495 9 


Flavobacteriales; 
64 


60 


64 


Flavobacteria; Flavobacteriales; 


gi] 219857432 


gi|219857283 
gi|219857282 


gi| 219857237 
2631843 26332 


Flavobacteriaceae; 


gi|219857195 


219857159 
27417 


gi 


gi|219857109 


amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 


amylolyticum Bacteria; 
608854 Bacteria_16S 

mesophilum strain 
mesophilum Bacteria; 
608854 Bacteria_16S 


Bacteroidetes; 
2813046 2812989 9 
MBIC1140 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
2974709 2974652 9 


Flavobacteria; 
64 


Flavobacteria; 
64 


strain PCl 16S ribosomal RNA, partial sequence 


608854 Bacteria_16S 
strain DSM 11363 


608854 Bacteria_16S 


64 


60 


Flavobacteriales; 


gi|219857108 


Flavobacterial 


gi|219846940 
2973936 29754 


gi| 219846803 


gi| 219846773 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 


Bacteria; 
608854 Bacteria_16S 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
3222940 3222887 9 


60 


gi|219846772 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Janthinobacterium. 


sequence 
Flavobacteriales; 


Pseudomonadales; 


2432948 2434422 Flavob 
Flavobacteriaceae; 


sequence 
Flavobacteria; Flavobacteriales; 


Flavobacteriaceae; 


Oxalobacteraceae; 


ref |NR_025209.1 


ref |NR_025202.1 


179421 218088 


ND 


Flavobacteriales; Flavobacteriaceae; 


ref |NR_025201.1 


180937 218240 


ND 


ref|NR_025185.1 
2202199 220366 
ref|NR_025174.1 
221879 


ref |NR_025164.1 
2233956 223544 


ref|NR_025066.1 


ref|NR_025065.1 


ref|NR_025063.1 


ref |NR_025061.1 


ref|NR_025031.1 
2422553 242399 
Flavobact 


ref |NR_025020.1 


ref|NR_024914.1 
Cellulomonadac 
ref|NR_024913.1 


Cellulomonadac 
ref|NR_024865.1 


ref|NR_024823.1 
2690706 269211 
Flavobact 


ref |NR_024787.1 
27 2743201 Flavob 
Flav 
ref |NR_024737.1 

2810779 281222 
Flavobacte 
ref |NR_024736.1 

2812273 281371 
es; Flavobacteri 
ref |NR_026532.1 


Pseudomon 
ref |NR_026395.1 
Pseudomon 
ref|NR_026365.1 
51 3222119 Janthi 


Flavobacteriaceae; 


Cellvibrio vulgaris 


2171900 2173400 Cellvibrio vulgaris Bacteria; 
Cellvibrio. 


Flavobacterium 
6 Flavobacterium 
Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
Flavobacterium. 
Mycoplasma 
9 Mycoplasma 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Flavobacterium 
acterium frigidarium 


Flavobacterium. 


Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
Flavobacterium. 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


Flavobacterium 
acterium limicola 
obacterium. 
Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
3177422 3177365 9 
16S ribosomal RNA, partial sequence 3176631 31781 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
3221421 3221368 9 


as. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 


ref|NR_026364.1 
3222170 322363 


Janthinobacterium 
8 Janthinobacterium 


608854 Bacteria_16S 


strain DSM 43852 


strain NCTC 25174 


Bacteria; Actinob 


Cellulomonas. 


608854 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


608854 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


608854 Bacteria_16S 
gingivalis strain 
gingivalis Bacter 
608854 Bacteria_16S 
thermophilus stra 


thermophilus Bact 


608854 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


608854 Bacteria_16S 


strain LX 16S rib 
Tenericutes; Moll 


608854 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


608854 Bacteria_16S 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
Flavob 


hibernum Bacteria 


608854 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


608854 Bacteria_16S 


strain KMM 6050 1 
Bacteroidetes; Fl 


608854 Bacteria_16S 


strain KMM 6020 1 


3397442 3397361 9 87 gi 


3415706 3415625 9 87 gi 
16S ribosomal RNA, partial sequence 


3499940 3499883 9 64 gi 
obacteriales; Fusobacteriaceae; 
3605270 3605217 9 60 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; 
3606807 3606754 9 


60 gi 


ia; Bacteroidetes; Flavobacteria; 
3678097 3678009 9 94 gi 
eria; Deferribacteres; 


3775224 3775171 9 60 gi 


3785861 3785804 9 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3799427 37993709 64 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3843481 3843428 9 60 gi 


64 gi 


; Bacteroidetes; Flavobacteria; 


3966066 3966013 9 60 gi 
GIFU 11526 16S ribosomal RNA, partial 


3986487 3986434 9 60 gi 


avobacteria; Flavobacteriales; 


3987968 3987915 9 60 gi 


acteria; Actinobacteridae; Actinomycet 


Flavobact 
ATCC 33624 16S ribosomal RNA, partial 
Flav 


in BMA1 16S ribosomal RNA, partial seq 
Deferribacteral 


in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 


ia; Proteobacteria; Alphaproteobacteri 


Flavoba 


219846647 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 


oc 
219846634 
ales; 


219846576 


16S ribosomal RNA, partial sequence 3499171 35006 
Cetoba 


cterium. 
219846503 

sequence 

eria; 


219846502 
sequence 
ob 
219846452 
uence 
es; 
219846380 
uence 
smataceae; 
219846373 


3785096 37865 


219846363 


3798661 38001 


219846333 

equence 

ac 

219846248 
sequence 

a; 


219846234 


6S ribosomal RNA, partial sequence 3985718 39871 
eriaceae 


ct 
219846233 


6S ribosomal RNA, partial sequence 3987206 39886 


occineae 


34149 


Micr 


Flav 


acterial 


Deferr 


teriales 


Sphingo 


ref 


, 
ref 


Ococ 


ref 


ref 
obac 
ref 


es; 
ref 


ibac 
ref 


Myc 
ref 


ref 


ref 


tf FE 
ref 


mona 
ref 


, Gr 
ref 


64 3416365 Cellu 


73 Cetobacterium 


3604483 36059 


3606022 36074 


3677295 36788 


3774462 37759 


3842717 38441 


3965346 39667 


NR_026239.1 


1llulomonada 
NR_026226.1 
cineae; Cel 


NR_026168.1 


NR_026095.1 
teriales; F 
NR_026094.1 


Flavobacter 
NR_026043.1 


teraceae; D 
NR_025971.1 


oplasma. 
NR_025964.1 


NR_025954.1 


NR_025923.1 


avobacteria 
NR_025838.1 
8 
dales; Sphi 
NR_025824.1 


amella. 
NR_025823.1 


Cc 


ak 
1 


7 
1 


i 


i 


4 
e 


2 


7 
c 


n 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 
Ce 


eae; Oerskovia. 
Cellulomonas humilata 

omonas humilata 

ulomonadaceae; 


Cetobacterium ceti 
ceti Bacteria; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Mycoplasma 
7 Mycoplasma 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aquimarina. 

608854 Bacteria_16S 3992429 3992372 9 64 gi|219846230|ref|NR_025820.1| Salegentibacter 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 3991660 3993097 Salegentibacter 
mishustinae Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
608854 Bacteria_16S 4114701 4114648 9 60 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

608854 Bacteria_16S 4140661 4140608 9 60 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4142226 4142173 9 60 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4160865 4160812 9 60 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4226198 4226145 9 60 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

608854 Bacteria_16S 4227670 4227617 9 60 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

608854 Bacteria_16S 4229142 4229089 9 60 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
strain SW49 16S ribosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

608854 Bacteria_16S 43050 42962 9 94 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

608854 Bacteria_16S 55350 55262 9 94 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 


strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 


56028 


Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 


608854 Bacteria_16S 


dassonvillei subs 


85336 85248 9 94 gi 


p. 


dassonvillei strain IMRU 509 16S ri 


265679006 


bosomal RN. 


ref 
A, Pp 


NR_029314.1 
artial seque 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


608854 Bacteria_16S 
arabaticum strain 
arabaticum Bacter 
608854 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


608854 Bacteria_16S 
helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 
608854 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; 


608854 Bacteria_16S 


actinomycetemcomi 


Pasteurellales; P 


608854 Bacteria_16S 


strain YIM 70081 


608854 Bacteria_16S 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


608854 Bacteria_16S 


strain RV-12x 16S 


Firmicutes; Clost 


P 


Streptosporangineae; Nocardiopsaceae; 
106777 106689 9 94 gi 


265678991 


Nocardiops 


is. 


ref|NR_029299.1 


Acetohalobium 
Acetohalobium 
Acetohalobium. 

Kocuria varians strain 
ria; Actinobacteria; 


Pseudoclavibacter 
Pseudoclavibacter 


eae; Microbacteriaceae; 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Aggregatibacter 
292013 293496 


Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


’ 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Z-7288 16S ribosomal RNA, partial sequence 106000 107471 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
109726 109670 9 63 gi| 265678989 |ref|NR_029297.1 
RNA, partial sequence 108968 110448 Kocuria varians Bacte 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
160141 160085 9 63 gi| 265678956 |ref|NR_029264.1 
SM 20419 16S ribosomal RNA, partial sequence 159387 160848 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
216812 216732 9 86 gi|265678918|ref|NR_029226.1 
ribosomal RNA, partial sequence 216053 21755 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Blastopire 
292819 292763 9 63 gi| 265678865 |ref|NR_029171.1 
tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 
Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 
asteurellaceae; Aggregatibacter. 
359433 359377 9 63 gi| 265678815 |ref|NR_029120.1 
16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
360979 360923 9 63 gi|265678814|ref|NR_029119.1 
n YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
388199 388111 9 94 gi|265678796|ref|NR_029101.1 
ribosomal RNA, partial sequence 387448 38884 
ridia; Clostridiales; Veillonellaceae; Veillonella. 
422105 422049 9 63 gi|265678773|ref|NR_029078.1 


608854 Bacteria_16S 


strain YIM 70085 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


608854 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


608854 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


608854 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


608854 Bacteria_16S 


IMMIB R-145 16S r 


426812 426756 9 63 gi 


esterenkonia. 
429899 429843 9 63 gi 
in YIM70084 16S ribosomal RNA, partial 


442286 442230 9 63 gi 
strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


524866 524810 9 63 gi 
$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


544678 544590 9 94 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


608854 Bacteria_16S 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


608854 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


608854 Bacteria_16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


608854 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


608854 Bacteria_16S 


573662 573606 9 63 gi 
m strain Medalle X 16S ribosomal RNA, 

m Bacteria; Actinobacteria; Actinobact 
e; Corynebacterium. 

611336 611248 9 

TMW 1.80 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; Lactob 
641856 641800 9 63 gi 
rain EL-30 16S ribosomal RNA, partial 


94 gi 
complete s 


esterenkonia. 


648086 648030 9 63 gi 
Actinomycetales; Micrococcineae; Micr 
668986 668930 9 63 gi 


eria; Actinobacteria; Actinobacteridae 


cteria; Actinobacteria; Actinobacterid 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


265678770 


265678768 
sequence 


v 


265678760 
sequence 
idae; 
265678702 
e 52414 


ales; 


265678689 


543951 54542 
nebacterin 


265678670 
eridae; Ac 


265678644 
equence 


265678623 
sequence 
ae; 


265678619 


somal RNA, partial sequence 647310 648789 Kocur 
ococcaceae 


265678603 


ococcineae 


1 sequence 
e; Actinomycet 


Actinomy 


Bifi 


Cory 


partial se 


acillaceae 


Actino: 


; Yaniellaceae; 
ref|NR_029075.1 

426041 427535 
ales; Microc 


ref |NR_029073.1 
429128 430610 
cetales; Microco 


ref|NR_029065.1 
441527 442954 
dobacteriales; B 


ref|NR_029007.1 
6 525550 Coryne 
nebacterineae; C 
ref |NR_028994.1 
Nocardiacea 
NR_028975.1 
ce 572888 
mycetales; C 


eae; 
ref 
quen 
tino 
ref |NR_028949.1 
10536 612079 

; Lactobacillus. 
ref |NR_028928.1 
641107 642573 
mycetales; Micro 


a 


ref 
ia p 
7 Ko 


NR_028924.1 
olaris Bacte 
curia. 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Corynebacterium 
bacterium ciconiae 


orynebacteriaceae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Corynebacterium 

574399 Corynebacterium 
orynebacterineae; 


Lactobacillus 
Lactobacillus 


Nesterenkonia 
Nesterenkonia 
coccineae; 


Kocuria polaris strain 
ria; Actinobacteria; 


ref |NR_028908.1 


Arcanobacterium 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Arcanobacterium. 


608854 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


608854 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


608854 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


608854 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


608854 Bacteria_16S 


strain Y9 16S rib 


608854 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


608854 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


685581 685493 9 94 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
782133 782077 9 63 gi|265678524|ref|NR_028828.1| Xylanimonas 
train XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Xylanimonas. 
802096 802008 9 94 gi|265678511|ref|NR_028814.1| Thermaerobacter 
in C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
880897 880809 9 94 gi| 265678458 |ref|NR_028760.1| Lentzea californiensis 
37 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
964160 964072 9 94 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
osomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
968754 968667 9 94 gi|265678398|ref|NR_028700.1| Kitasatospora 
rain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
970307 970256 14 63 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
rain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
1039088 1039000 9 94 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 


608854 Bacteria_16S 


strain IFM 10035 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


608854 Bacteria_16S 


strain IFM 0784 1 


strain IFM 0575 1 


1040597 1040509 9 94 gi 


1042135 1042047 9 94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


608854 Bacteria_16S 


strain IFM 10084 


1043695 1043607 9 94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


608854 Bacteria_16S 


strain YZ-96 16S 


1045251 1045163 9 94 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


608854 Bacteria_16S 


strain IFM 0245 1 
Actinobacteria; A 


608854 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


608854 Bacteria_16S 


strain Cal06 16S 
Actinobacteria; A 


608854 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 


Brevibacteriaceae; 
608854 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


608854 Bacteria_16S 


strain VPI 0546 1 


Actinobacteria; C 


608854 Bacteria_16S 


schleiferi subsp. 


608854 Bacteria_16S 


strain GD521 16S 


Firmicutes; Bacil 


ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

1093485 1093437 9 55 gi|265678314|ref|NR_028616.1 
ain 5H-1 16S ribosomal RNA, partial sequence 1092739 109419 
teria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 

1217443 1217387 9 63 gi| 219878473 |ref|NR_025612.1 
ribosomal RNA, partial sequence 1216681 12181 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 

1261154 1261098 9 63 gi| 219846707 |ref|NR_026299.1 
49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevib 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
; Brevibacterium. 

1280574 1280486 9 94 gi|219846091|ref|NR_025681.1 
osomal RNA, partial sequence 1279854 1281210 Aeromicrobium 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 

1289735 1289647 9 94 gi|219846501|ref|NR_026093.1 
6S ribosomal RNA, complete sequence 1289055 12904 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 

1318562 1318474 9 94 gi| 228715349 |ref|NR_027521.1 

coagulans strain GA 211 16S ribosomal RNA, partial sequence 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 

1433837 1433749 9 94 gi|224581433|ref|NR_027215.1 
ribosomal RNA, partial sequence 1433051 14345 
lales; Staphylococcus. 

1449211 1449155 9 63 gi|224581421|ref|NR_027202.1 


608854 Bacteria_16S 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 


1052827 1052739 9 94 gi 


16S ribosomal RNA, partial sequence 1038318 10398 


nebacterin 
265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
608854 Bacteria_16S 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


16S ribosomal RNA, partial sequence 1042934 10444 


nebacterineae; Nocardiacea 

265678349 |ref|NR_028651.1 

nebacterineae; Nocardiacea 

265678348 |ref|NR_028650.1 
1044481 10459 

nebacterineae; Nocardiacea 

265678342 |ref|NR_028644.1 


6S ribosomal RNA, partial sequence 1052113 10535 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Arthrobacter bergerei 


48 Arthrobacter bergerei Bacteria; 


v 


Arthrobacter. 
Brevibacterium 
acterium mcbrellneri 
ineae; 


Aeromicrobium marinum 
marinum DSM 15272 


Nocardioidaceae; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Staphylococcus 
1317758 1319249 

Staphylococcus. 

Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Promicromonospora 


1448460 1449852 Promicromonospora aerolata 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Promicromonospora 


608854 Bacteria_16S 
spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 
608854 Bacteria_16S 


strain CCM 132 16 


1450659 1450603 9 63 gi 
in PG 39 16S ribosomal RNA, partial se 


224581420 
quence 


ref|NR_027201.1 
1449903 145131 


Corynebacterium 
6 Corynebacterium 


eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
1461072 1461016 9 63 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
1490048 1489992 9 63 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 


608854 Bacteria_16S 


strain IBS G15036 


16S ribosomal RNA, partial sequence 


14892 


76 1490698 Coryne 


bacterium durum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

608854 Bacteria_16S 1605077 1605021 9 63 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

608854 Bacteria_16S 1606618 1606562 9 63 gi|219878472|ref|NR_025611.1| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

608854 Bacteria_16S 1639739 1639651 9 94 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
608854 Bacteria_16S 1710070 1710014 9 63 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

608854 Bacteria_16S 1856016 1855960 9 63 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

608854 Bacteria_16S IB77277 18771899 94 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

608854 Bacteria_16S 1900544 1900488 9 63 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

608854 Bacteria_16S 1938112 1938056 9 63 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

608854 Bacteria_16S 1959390 1959334 9 63 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

608854 Bacteria_16S 2077002 2076918 13 94 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

608854 Bacteria_16S 2081673 2081589 13 94 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

608854 Bacteria_16S 2096918 2096862 9 63 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

608854 Bacteria_16S 2157423 2157335 9 94 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

608854 Bacteria_16S 2383491 2383403 9 94 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

608854 Bacteria_16S 2401681 2401593 9 94 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

608854 Bacteria_16S 2403208 2403120 9 94 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

608854 Bacteria_16S 2404765 2404677 9 94 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


608854 Bacteria_16S 2438268 2438180 9 94 gi 


219857429 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
608854 Bacteria_16S 2494160 2494104 9 63 gi| 219857387 |ref|NR_024975.1 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 249486 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Intrasporangiaceae; Tetrasphaera. 

608854 Bacteria_16S 2512349 2512261 9 94 gi| 219857369 |ref|NR_024957.1 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocard 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
608854 Bacteria_16S 2513842 2513786 9 63 gi 
pachnodae strain VPCX2 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Xylanimicrobium. 

608854 Bacteria_16S 
strain CFML 96-19 
Proteobacteria; G 
608854 Bacteria_16S 


nc 
al 


2580204 2580116 9 94 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2584909 2584821 9 94 gi 
strain CFML 96-170 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
608854 Bacteria_16S 2626567 2626479 9 94 gi 
bendigoensis strain Benl06 16S ribosomal RNA, partial s 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae 
Propionibacteriaceae; Tessaracoccus. 
608854 Bacteria_16S 2641833 2641749 9 
strain GSL-But2 1 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
608854 Bacteria_16S 2656941 2656853 9 94 gi 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partia 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteri 
Nocardioidaceae; Nocardioides. 

608854 Bacteria_16S 2658466 2658378 9 94 gi 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial s 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Act 
Nocardioidaceae; Aeromicrobium. 

608854 Bacteria_16S 2719919 2719831 9 94 gi 
yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Nocardia. 

608854 Bacteria_16S 2739573 2739485 9 94 gi 
narugense strain Na82 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterale 
608854 Bacteria_16S 2757354 2757266 9 94 gi 
nagasakiensis strain JCM 11223 16S ribosomal RNA, parti 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostri 
Thermaerobacter. 
608854 Bacteria_16S 
strain B3-1 16S r 


na 


, 


90 gi 


D 


1 
da 


al 
ae 


ce 
S; 


al 
di 


2782924 2782840 9 90 
ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thi 
608854 Bacteria_16S 2793415 2793327 9 94 gi 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostrid 
608854 Bacteria_16S 2814520 2814464 9 63 gi 
strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 2904924 2904836 9 94 gi 
marianensis strain 7p75a 16S ribosomal RNA, partial seq 
marianensis Bacteria; Firmicutes; Clostridia; Clostridi 
Thermaerobacter. 
608854 Bacteria_16S 2914175 2914087 9 94 gi 
delphini strain ATCC 49171 16S ribosomal RNA, partial s 
delphini Bacteria; Firmicutes; Bacillales; Staphylococc 
608854 Bacteria_16S 2929267 2929211 9 63 gi 
strain IFO 13613 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
608854 Bacteria_16S 3012709 3012621 9 94 gi 
aurantiacus strain BC361 16S ribosomal RNA, partial seq 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; Marmoricola. 


gi 
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s 
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eq 
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ue 
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e 25130 


es; 


219857281 


25794 


25841 
dales; 


uence 


219857230 
6S ribosomal RNA, partial sequence 2641027 26425 
esulfoba 
219857219 
sequence 
Actin 


e; 


219857218 


equence 


219857175 


sequ 
Act 


enc 


’ 


219857161 


27 
Ther 


388 


sequ 
ales; 


enc 
cl 


219857128 
2782197 27 


836 


richacea 


219857121 


equen 
les; 


ce 
Clo 


219857107 
2813767 28152 


occineae 


219856853 


nce 


es; Clos 


219856847 


uence 


219856837 
16S ribosomal RNA, partial sequence 2928528 29299 


cystacea 


219846915 


nce 


Actinomyc 


608854 Bacteria_16S 3092790 3092734 9 63 
strain TA68 16S ribosomal RNA, partial sequence 


gi 


219846860 


osporang 
219857368 


Micr 


udomonad 
219857278 


P 
219857247 


eq 
Actinomy 


inomycet 


ino 


mod 
219857148 


ref 


inea 
ref 
ococcineae; 


ref 


acea 
ref 


e; 


seudomonadaceae 
ref 
2625807 26272 


cetales; Propio 


ref 
73 Desulfocella 
cteraceae; Desu 


2656189 26576 
omycetales; Pro 


ref 
2657714 26591 
ales; Propionib 


7 
ref 
e 2719156 27206 
mycetales; 


ref 


esul 
ref 
e 2756546 27580 
ostr 


fobiaceae; 


ref 
e; Thiothrix. 
ref 

2792664 27941 
stridiaceae; Cl 
ref 
09 Tetrasphaera 
; Intrasporangi 
ref 

2904128 29056 
tridiales Famil 


ref 
2913371 29148 


ref 
56 Terasakiella 
e; Terasakiella 
ref 

3011945 30134 
etales; Propion 


ref 


NR_025017.1 
44 Nocardia beijingensis Bacteria; 


e; Nocardiop 
NR_024956.1 
94 2514560 Xylan 
Pro 
NR_024912.1 
20 2580935 Pseud 
Pseudomo 
NR_024909.1 
25 2585640 Pseud 


NR_024877.1 


NR_024858.1 


NR_024847.1 


NR_024846.1 


NR_024803.1 
Cory 


NR_024789.1 
10 2740172 Thermo 


NR_024776.1 
idiales Fami 
NR_024756.1 
12 Thiothrix disciformis Bacteria; 
NR_024749.1 


NR_024735.1 


NR_024672.1 


NR_024666.1 


NR_024656.1 


NR_026507.1 


NR_026452.1 
3092041 3093511 Kocuria rhizophila Bacteria; 
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O: 
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Nocardia beijingensis 


e; Nocardia. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Xylanimicrobium 
microbium pachnodae 


micromonosporaceae; 


Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Nocardioides 

3 Nocardioides 

ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Nocardia 
4 Nocardia 
ebacterineae; 


Thermodesulfobium 

desulfobium narugense 

hermodesulfobium. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


Thiothrix disciformis 


Clostridium 
8 Clostridium 
stridium. 
Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Thermaerobacter 

5 Thermaerobacter 
XVII. Incertae Sedis; 


Staphylococcus 
3 Staphylococcus 


Terasakiella pusilla 


pusilla Bacteria; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Kocuria rhizophila 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


608854 Bacteria_16S 3094309 3094253 9 63 gi|219846859 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 30950 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
608854 Bacteria_16S 3097442 3097386 9 63 gi| 219846857 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Corynebacteriaceae; Corynebacterium. 
608854 Bacteria_16S 3149945 3149857 9 94 gi 
pedioforme strain DSM 3802 16S ribosomal RNA, partial s 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteri 
608854 Bacteria_16S 3178964 3178908 9 63 gi|219846802 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacteriaceae; Corynebacterium. 
608854 Bacteria_16S 3200380 3200292 9 94 gi 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, par 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Acti 
Corynebacteriaceae; Corynebacterium. 
608854 Bacteria_16S 3206282 3206226 9 63 gi 
mastitidis strain S-8 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
608854 Bacteria_16S 3256128 3256040 9 94 gi 
lucentensis strain DSM 44048 16S ribosomal RNA, partial 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsaceae; Nocardiopsis. 
608854 Bacteria_16S 3257641 3257553 9 94 gi| 219846749 
strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
608854 Bacteria_16S 3259153 3259065 9 94 gi| 219846748 
strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
608854 Bacteria_16S 3260663 3260575 9 94 gi|219846747 
dassonvillei subsp. albirubida strain DSM 40465 16S ribos 
Nocardiopsis dassonvillei subsp. 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
608854 Bacteria_16S 3398967 3398911 9 63 gi 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
608854 Bacteria_16S 3431928 3431840 9 94 gi 
amycolatum strain CIP 103452 16S ribosomal RNA, partial 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
608854 Bacteria_16S 3433377 3433289 9 94 gi 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
608854 Bacteria_16S 3454434 3454378 9 63 gi| 219846607 
strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
608854 Bacteria_16S 3457492 3457436 9 63 gi|219846605 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
608854 Bacteria_16S 3458986 3458930 9 63 gi| 219846603 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequenc 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Micrococcaceae; Arthrobacter. 
608854 Bacteria_16S 3466596 3466540 9 63 gi 
nicotianae strain DSM 20123 16S ribosomal RNA, partial 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
608854 Bacteria_16S 


219846822 
equence 
a; Chromat 


219846788 
tial seque 
no 


219846784 
ce 32055 
ales; Cory 
219846750 
sequence 
Actinomyc 


Nocardiops 

219846646 
sequence 

Actinomyc 


219846623 
sequence 
Actinomyce 


219846621 
ence 34326 
ales; Cory 


219846598 
sequence 
Actinomyce 


3501409 3501319 9 94 gi| 219846575 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
608854 Bacteria_16S 3766319 3766263 9 63 gi| 219846387 
acrylicus strain W218 16S ribosomal RNA, partial sequence 37655 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovib 
608854 Bacteria_16S 4023980 4023916 1 62 gi| 219846207 
strain 20-5 16S ribosomal RNA, partial sequence 


occineae; 


bacterid 


omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


rionales; 


ref|NR_026451.1 
3 Micrococcacea 
ref |NR_026449.1 

3096668 309807 
les; Corynebacte 


ref|NR_026414.1 
3149167 315062 
iales; Chromatia 
ref |NR_026394.1 
3178210 317953 
ales; Corynebact 


, 
ref 
nce 
ae; 


NR_026380.1 
319961 
Actinomyceta 


ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
partial sequen 


is. 
ref |NR_026238.1 

3398202 339968 
etales; Micrococ 


ref|NR_026215.1 
3431175 343257 
tales; Corynebac 


ref |NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


ref|NR_026199.1 


; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref |NR_026195.1 
e 3458220 345969 
ycetales; Microc 


ref |NR_026190.1 

3465830 346730 
tales; Micrococc 
ref |NR_026167.1 
m. 
ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 


Kocuria palustris 


28 Kocuria palustris Bacteria; 
e: 


Kocuria. 
Corynebacterium 
1 Corynebacterium 
rineae; 


’ 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 


orynebacteriaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 


occineae; 


, 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 


ref|NR_025797.1 


Agromyces salentinus 


4023267 4024647 Agromyces salentinus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


TAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGC 
AACGCGAAGAACCTTACCTGGGTTTGACATGCACCAGACATCCCTAGAGATAGGGCTTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTCATACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCC 
CTTAAAGTGAGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCGGCGGCCCAACCCTTGTGGAGGGAGCTGTCGAAGGTGGACTGGCGATTGGGACGA 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAAGAGTTTGATTATGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAA 
GTCGAACGCACTGACGTCGACCGAAGCTGCTTGCAGTGGACGTTGATTGACGTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTACCCTTAAGTGGGGGAT 
AACATTTGGAAACAGATGCTAATACCGCATAACCATTCAGACCACATGGTCTGAATGTAAAAGACGGCCTTTGGCTGTCACTTTTGGACGGACCCGCGGCGTATT 
AGTTAGTTGGTAAGGTAACGGCTTACCAAGACAATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAG 
GCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTAGGATCGTAAAACTCTGTTGTTGGAGAAGAACAG 
GGACTAGAGTAACTGTTAGTCCTTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAAGCGTTGTCCGGA 
TTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATTAGAAACTGGGAAACTTGAGTGCAGAAG 
AGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAG 
TATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATACCGTAAACGATGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAA 
GCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAGGTCTTGACATCCTTTGACCACTGTAGAGATACAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGACTAGTTGCCAGCATTTAGTTGGGCACTCTAGTAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAATCAGCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGAGTTGCGAACCCGCGAGGGTAAGCTAATCTCTTAAAGCCGA 
TCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTTTAGGGAACTAGCCGCCTAAGGTGGGACAGATGAGTGGGGTGAAGTCGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCCAGCTTGCTGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCC 
CTGTACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATATGACCATAGTTTAGATACTGTGGTGGAAAGCTTTTGCGGTACAGGATGAGCTCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCTAGGGACGAA 
GCAGTTAAGTTTTCTTTTCTGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTA 
CTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCACGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTACTGTAGGGG 
TAACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTTACTGGGCAGTTACTGACACTGAGGAGCGAAAGCAT 
GGGTAGCGAACAGGATTAGATACCCTGGTGATCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGGGACTTCCACGTTTCTCGTGCCGTAGCTAACGCATTAAGCG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCT 
TACCTGGGTTTGACATACACCGGATCGGGCCAGAGATGGTCTTTCCCTTTTGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGTAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAATAGGTTGCGATACTGTAAAGTGGAGCTAATCCTTTTAAAGCCGGC 
CTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACGTCANGAAAGTTGGTAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGA 
CGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGGGCGGAGCCCGAGGGGAGCTTGCTCCTTTTCGGGCTCAGCGGCGGACGGGTGAGTAACACGTGGGTAACC 
TGCCCGTAAGACCGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACACCGGGGGCCGCATGGCTTCCGGTTGAAAGGCGGCCTTTGGCTGCCACTTACGG 
ATGGGCCCGCGGCGCATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGGCCTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAGGAAGGCCTTCGGGTCGTAAAGCTCT 
GTTGTCAGGGAAGAAGGCGCGCCGTTCGAATAGGGCGGCGCGGTGACGGTACCTGACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGG 
GGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAATTCCGCGGCTCAACCGCGGGTGTGCATTGGAAACTGG 
GGGACTTGAGTGCGGAAGAGGGGAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCCGCAACT 
GACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGATTGACCCTTTAGTG 
CTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGGTCTGGAGACAGGCCTTTCCCTTATGGGACAGCGGTGACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGAGACTGCCGGCTAGA 
AGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCAGCGAACCCGCGAGGGGG 
AGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACG 
TTCTCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCAACACCCCGAAGTCGGTGAGGTAACCCGAAAGGGAGCCAGCCGACCGAAGGTGGGGCATA 
TGATTGGGGGTGAAGTCCTAACAAGGTAACCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAATACATGCA 
AGTGGAACGCAGTTGATTCACCGGAGCTTGCTCCATCGAATTAACTGAGTCGCGAACGGGTGAGTAACGCGTAGGTAACCTGTCTTTTAGCGGGGGATAACTATT 
GGAAACGATAGCTAATACCGCATAAGAGTGACTAACACATGTTAGTGATTTAAAAGATACAACTGTATCACTAAGAGATGGACCTGCGTTGTATTAGCTAGTTGG 
TAGGGTAGAGGCCTACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTCAGAGACGAACGTATGTGAGAGT 
GGAAAGTTCACATAGTGACGGTAACTGACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGC 
GTAAAGCGAGCGCAGGCGGTTGTATAAGTCAGAAGTAAAAGGCAGTGGCTCAACCATTGTGTGCTTTTGAAACTGTATGACTTGAGTGCAGAAGGGGAGAGTGGA 
ATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTGACTGACGCTGAGGCTCGAAAGCGTGGGTAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGAGTGCTAGGTGTTAGGCCCTTTCCGGGGCTTAGTGCCGGAGCTAACGCATTAAGCACTCCGCCT 
GGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCCCAGTGCTATTCTTAGAGATAAGAAGTTACTTCGGTACACTGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTGAAAGCCGATCTCAGTTCGG 
ATTGGAGGCTGCAACTCGCCTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAAGGGGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAC 
GAGACATTGAAGTGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTAAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACAACGAAA 
ACCACATGGTTTTCGCTTGAAAGATGGTTTCAGCTATCACTTTAGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAATGATGCA 
TAGCCGAGCTGAGAGGCTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATG 
GAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTAAAGAAGAACGTATCTGAGAGTAACTGTTCAGATAGTGACGGTATTTAACCAG 
AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGAGTGCAGGCGGTTATTTAAGTCTG 
ATGTGAAAGCCTTCGGCTTAACCGGAGAAGGGCATCGGAAACTGGATAACTTGAGTGCAGAAGAGGGTAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATA 
TATGGAAGAACACCAGTGGCGAAGGCGGCTACCTAGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGATGAATACTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCCGCAGCTAACGCAATAAGTATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAA 
GGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGGCTTGACATCTTCTGCTAATCCGAGAGATCGG 


608854 Bacteria_16S 4049820 4049732 9 94 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
608854 Bacteria_16S 4058743 4058687 9 63 gi|219846181|ref|NR_025771.1] Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

608854 Bacteria_16S 4061722 4061634 9 94 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
608854 Bacteria_16S 4125347 4125291 9 63 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

608854 Bacteria_16S 4129866 4129782 9 90 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

608854 Bacteria_16S 4137529 4137441 9 94 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4143791 4143703 9 94 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4151609 4151521 9 94 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4153037 4152949 9 94 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

608854 Bacteria_16S 4217069 4216981 9 94 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

608854 Bacteria_16S 9697 9642 9 62 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

608854 Bacteria_16S 34195 34140 9 62 gi| 265679041 |ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
608854 Bacteria_16S 68946 68891 9 62 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

608854 Bacteria_16S 117541 117486 9 62 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

608854 Bacteria_16S 119060 119005 9 62 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

608854 Bacteria_16S 123651 123596 9 62 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
608854 Bacteria_16S 128166 128111 9 62 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

608854 Bacteria_16S 134320 134265 9 62 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

608854 Bacteria_16S 178368 178313 9 62 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

608854 Bacteria_16S 201368 201313 9 62 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

608854 Bacteria_16S 263986 263931 9 62 gi|265678884|ref|NR_029190.1| Psychroserpens 


burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 


burtonensis Bacte 


ria; Bacteroidetes; Flavobacteria; 


Flavobacteriales; 


263191 264674 Psychroserpens 
Flavobacteriaceae; Psychroserpens. 


608854 Bacteria_16S 271472 271417 9 62 
proteoclasticum strain B316 16S ribosomal RNA, 
proteoclasticum Bacteria; Firmicutes; Clostridia; 
608854 Bacteria_16S 303314 303259 9 62 
strain B-3 16S ribosomal RNA, partial sequence 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


608854 Bacteria_16S 341729 341674 9 62 


marinus strain MH-110 16S ribosomal RNA, partial sequence 


Bacteria; 


608854 Bacteria_16S 391271 391228 9 50 


taiwanensis strain cf 16S ribosomal RNA, partial sequence 


Bacteria; 
608854 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 
608854 Bacteria_16S 
strain XILO8 16S 


398875 398820 9 62 


ardia. 
406650 406595 9 
ribosomal RNA, complete sequence 


62 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 
608854 Bacteria_16S 425268 425213 9 
F89 16S ribosomal RNA, partial sequence 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
608854 Bacteria_16S 428356 428301 9 


62 


62 


halotolerans strain YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae 


Corynebacteriaceae; Corynebacterium. 


608854 Bacteria_16S 495866 495811 9 62 


gi 


complete 
Clostridiales; 


gi 
30 


gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 


gi 


265678879 
sequence 


265678858 
2503 30397 


265678830 
34093 


265678794 
39048 


265678789 


265678721 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 


gangotriensis Bacteria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 
608854 Bacteria_16S 535564 535509 9 62 

strain NO-502 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; 
608854 Bacteria_16S 546240 546185 
strain CIP 105566 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
608854 Bacteria_16S 547727 547672 


9 62 


9 62 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 
Gammaproteobacteria; Al 


mariniglutinosa Bacteria; 
Pseudoalteromonas. 
608854 Bacteria_16S 


Proteobacteria; 


552421 552366 9 62 


aquilae strain S-613 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
608854 Bacteria_16S 564647 564592 9 62 
strain LV3 16S ribosomal RNA, partial sequence 
608854 Bacteria_16S 


579557 579502 9 62 


gi 


265678695 


534808 53626 


gi 


partial sequence 
Enterobacteriales; 


gi 


gi 


gi 


Sphingobacteriales; Flexibacterac 


265678688 
54547 
Enterobac 

265678687 


265678684 
55170 
Cory 


265678676 


563902 56532 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 


glaucum Bacteria; 
Corynebacteriaceae; Corynebacterium. 
608854 Bacteria_16S 608226 608171 9 
appendicis strain 
appendicis Bacter 
Corynebacteriaceae; Corynebacterium. 

608854 Bacteria_16S 628136 628081 9 62 
strain M11 16S ribosomal RNA, partial sequence 
Proteobacteria; 
608854 Bacteria_16S 
strain CMS90 16S 


62 


646554 646499 9 62 
ribosomal RNA, partial sequence 


608854 Bacteria_16S 
strain 279-56 16S 
Proteobacteria; 

cloacae complex. 
608854 Bacteria_16S 
strain DSM 30039 
Proteobacteria; 

608854 Bacteria_16S 691795 691740 9 
warmboldiae strain NSW 326 


662910 662855 9 62 
ribosomal RNA, partial sequence 


690243 690188 9 62 


62 


gi 


gi 


265678666 
sequence 


Actinobacteria; Actinobacteridae; Actinomycetal 


265678646 


IMMIB R-3491 16S ribosomal RNA, partial sequenc 
ia; Actinobacteria; Actinobacteridae; 


Actinomyce 


265678633 


627341 62884 


Gammaproteobacteria; Enterobacteriales; 


gi 


Enterobac 
265678620 


645783 64725 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


265678607 


662137 66364 


Gammaproteobacteria; Enterobacteriales; 


gi 


gi 


Enterobac 


265678589 


16S ribosomal RNA, partial sequence 689459 69096 
Gammaproteobacteria; Enterobacteriales; 


Enterobac 
265678588 


16S ribosomal RNA, partial sequence 


tial sequence 
idae; Actinomycetales; 


; Actinomycetales; 


e; Actinomycetales; 


ref|NR_029185.1 

270671 272189 
Lachnospiraceae; 
ref |NR_029164.1 


ref |NR_029135.1 


ref|NR_029099.1 
lderiaceae; 
NR_029094.1 

398145 


ref 


ref |NR_029026.1 

495118 496571 
Microc 
ref|NR_029000.1 
eae; Arcicella. 
ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref|NR_028992.1 


teromonadales; P 
ref |NR_028989.1 
3 553077 Coryne 
nebacterineae; C 
ref |NR_028981.1 
; Microbacteriac 
ref|NR_028971.1 

578821 580286 
es; Corynebacter 


ref |NR_028951.1 
e 607486 608955 
tales; Corynebac 
ref |NR_028938.1 
teriaceae; Morga 
ref |NR_028925.1 
9 Arthrobacter 
; Micrococcaceae 
ref |NR_028912.1 


teriaceae; Enter 


ref|NR_028894.1 


teriaceae; Citro 


Clostridium 
Clostridium 
Butyrivibrio. 
Clostridium innocuum 


7 Clostridium innocuum Bacteria; 
elotrichaceae. 


Hydrogenovibrio 


6 342344 Hydrogenovibrio marinus 
Piscirickettsiaceae; 


Hydrogenovibrio. 
Chitinimonas 


2 392023 Chitinimonas taiwanensis 
Burkho 


Chitinimonas. 
Nocardia 
399618 Nocardia 


Corynebacterineae; 


gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
405881 407393 Xylanibacterium ulmi Bacteria; 
ococcineae; Promicromonosporaceae; 
gi|265678771|ref|NR_029076.1| Formosa algae strain 
424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Formosa. 
gi|265678769|ref|NR_029074.1| Corynebacterium 
sequence 427586 429077 Corynebacterium 


Corynebacterineae; 


Arthrobacter 
Arthrobacter 
occineae; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 
Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Corynebacterium 
bacterium aquilae 


orynebacteriaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Corynebacterium 
Corynebacterium 
ineae; 


Corynebacterium 
Corynebacterium 


terineae; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 
Enterobacter cloacae 


7 Enterobacter cloacae Bacteria; 


obacter; Enterobacter 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 


ref |NR_028893.1 
691014 692520 


Buttiauxella 
Buttiauxella 


warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


608854 Bacteria_16S 
strain LA1 16S ri 
Fl 
608854 Bacteria_16S 
valvarum strain M 
Proteob 
608854 Bacteria_16S 


Bacteroidetes; 


Bacteria; 


strain 12993 16S 
Proteobacteria; 


strain 256 16S ri 
Proteobacteria; 


strain CFBP 5236 
Proteobacteria; 


strain VKM Ac-180 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; 


strain CDC 2970-5 
Bacteria; Proteob 


strain 167 16S ri 
Proteobacteria; 


strain ATCC 33433 
Proteobacteria; 


peptidolytica str 
peptidolytica Bac 


Pseudoalteromonas. 
608854 Bacteria_16S 


strain IC166 16S 
Bacteroidetes; Fl 


608854 Bacteria_16S 


autotrophica stra 


autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 

Sulfurimonas. 

608854 Bacteria_16S 1102363 1102308 9 62 gi| 265678308 |ref|NR_028610.1 
strain 14 16S ribosomal RNA, partial sequence 1101592 11031 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
608854 Bacteria_16S 1134214 1134159 9 62 gi| 253680767 |ref|NR_028015.1 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 113488 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

608854 Bacteria_16S 1138796 1138741 9 62 gi|253680764|ref|NR_028012.1 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

608854 Bacteria_16S 1167500 1167445 9 62 gi| 228719858 |ref|NR_027586.1 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psyc 
608854 Bacteria_16S 1185677 1185622 9 62 gi|228716090|ref|NR_027546.1 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
608854 Bacteria_16S 1187188 1187133 9 62 gi|228716058|ref|NR_027545.1 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
608854 Bacteria_16S 1188699 1188644 9 62 gi|228716012|ref|NR_027544.1 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
608854 Bacteria_16S 1190210 1190155 9 62 gi|228715942|ref|NR_027543.1 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 


Bacteria; Proteob 


608854 Bacteria_16S 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


744756 
bosomal RNA, 
avobacteria; 


744701 9 62 
partial sequence 
Flavobacteriales; 


gi 


744001 74541 


Flavobacteriaceae 


G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


754478 754419 9 66 


gi 


818816 818761 9 62 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820321 820266 9 62 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
844800 844745 9 62 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
887018 886963 9 62 gi 
4 16S ribosomal RNA, partial sequence 


967326 967271 9 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
987134 987079 9 62 gi 
9 16S ribosomal RNA, partial sequence 


62 gi 


988714 988659 9 62 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1004104 1004049 9 62 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1005629 1005574 9 62 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


gi 


1028405 1028350 9 62 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1054332 1054277 9 62 


gi 


Flavoba 
gi 


acteria; Gammaproteobacteria; Enteroba 
1226465 1226410 9 62 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


608854 Bacteria_16S 


DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
818049 81950 


819558 82101 


16S ribosomal RNA, partial sequence 844000 84550 


966531 96793 


acteria; Gammaproteobacteria; Enteroba 
608854 Bacteria_16S 
987916 98944 


1027642 10290 


in OK10 16S ribosomal RNA, partial seq 


265678550 


265678543 
ence 75371 
cteriales; 
265678500 


Enterobac 
265678499 


Enterobac 
265678483 


Enterobac 
265678453 
88624 
ococcineae 
265678400 


Halomonad 
265678386 
98633 
cteriales; 
265678385 


Enterobac 
265678375 

10033 
Enterobac 
265678374 
al sequenc 
eria; Alte 


265678359 
cteriaceae 


265678341 
uence 


v 


cteriales; 
219878300 
ce 12257 
ales; Micr 


1256647 1256592 9 62 gi 


219857144 


ref|NR_028854.1 
8 Psychroflexus 
Psychroflexus. 


’ 


’ 


ref 
22 1227193 Isopte 
ococ 


ref 


ref 


9 755211 Cardi 
Car 


ref 


ref 


ref 


ref 


7 887732 Agrei 
Mi 


ref 


ref 


6 987865 Citro 
Ent 


ref 


ref 


52 1004810 Kluyv 


teri Kluyv 


ref 


e 1004861 10063 
romo 


ref 


54 Cellulophaga 


Ce 
ref 


Ent 


1053566 10550 


NR_028847.1 


diobacteria 
NR_028803.1 


aceae; Kluy 
NR_028802.1 


aceae; Kluy 
NR_028786.1 


aceae; Sams 
NR_028755.1 


crobacteria 
NR_028702.1 


e; Halomona 
NR_028688.1 


erobacteriac 
NR_028687.1 


aceae; Citr 
NR_028677.1 


aceae; 
NR_028676.1 
0 
e 


nadales; Ps 


NR_028661.1 
llulophaga. 


NR_028643.1 
0 


erobacteriac 
NR_025439.1 


cineae; Prom 


Oo. 
Cc 


Vi 


Vi 


fo} 


a 
Cc 


b 


fo} 


e 


Psychroflexus tropicus 
tropicus Bacteria; 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 

Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
teri 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 
teri 


era. 
Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 
teri 


nia. 

Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


acea Ss. 


Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
teri 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 

8 Pseudoalteromonas 
udoalteromonadaceae; 


Cellulophaga algicola 


algicola Bacteria; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Corynebacterium 
1 Corynebacterium 
erineae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 

Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Isoptericola 
ricola variabilis 
icromonosporaceae; 


NR_024772.1 


Corynebacterium 


efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
608854 Bacteria_16S 
strain CBS 107.95 


1262597 1262542 9 


608854 Bacteria_16S 
ulvae strain UL12 
Bacteria; 
Pseudoalteromonas. 
608854 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 

608854 Bacteria_16S 1453656 1453601 9 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 

608854 Bacteria_16S 1456719 1456676 9 
ruhlandii strain 
Bacteria; 
608854 Bacteria_16S 
piechaudii strain 


1403318 1403263 9 


1421423 1421368 9 


1471794 1471751 9 


608854 Bacteria_16S 
9187 strain TA 4r 
Bacteria; 
608854 Bacteria_16S 
afermentans subsp. 


1495995 1495940 9 
16S ribosomal RNA, 


1500539 1500484 9 
Actinomycetales; 


608854 Bacteria_16S 
strain DSM 20127 


1501929 1501874 9 
16S ribosomal RNA, 


608854 Bacteria_16S 1521414 1521359 9 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
608854 Bacteria_16S 
strain IBS S6874 


1645968 1645913 9 


608854 Bacteria_16S 1770832 1770777 9 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


felinum Bacteria; 
Corynebacteriaceae; Corynebacterium. 

608854 Bacteria_16S 1785894 1785839 9 
strain CCUG 43457 
Bacteroidetes; Bacteroidia; 


608854 Bacteria_16S 1799483 1799428 9 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
608854 Bacteria_16S 
flaccumfaciens pv. 


1811794 1811739 9 


Actinomycetales; 
608854 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
608854 Bacteria_16S 


1821004 1820949 9 


1822528 1822473 9 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


608854 Bacteria_16S 1858983 1858928 9 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
608854 Bacteria_16S 1874304 1874249 9 
nasiphocae strain 


Arthrobacter. 
608854 Bacteria_16S 


1953394 1953339 9 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


EY3860 16S ribosomal RNA, partial sequence 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; 


Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Corynebacterineae; Corynebacteriaceae; Corynebacterium. 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


16S ribosomal RNA, partial sequence 1645204 16466 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 
Micrococcineae; Microbacteriaceae; 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


M597/99/10 16S ribosomal RNA, partial sequence 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


62 gi| 219846681 |ref|NR_026273.1 


62 gi|219857444|ref|NR_025032.1 


62 gi|224581444|ref|NR_027226.1 


1420664 142216 


62 gi|224581418|ref|NR_027199.1 


1452894 145438 


50 gi|224581416|ref|NR_027197.1 


afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 
Corynebacterium afermentans subsp. 


afermentans Bacteria; Actinobacteria; 


62 219846604] ref |NR_026196.1 
1501162 1502633 Sinomo 
Micrococcaceae 


ref |NR_025199.1 


gi 


62 gi| 219857610 


Actinomycetales; Coryn 


62 gi| 219878446 |ref|NR_025585.1 


Aeromonas. 


62 gi| 219878357 |ref|NR_025496.1 
1770072 177148 

Corynebacter 

62 gi| 219878345 |ref|NR_025484.1 
1785130 1786580 Dysgon 


Porphyromonadaceae; Dysgonomonas. 
62 gi|219878336|ref|NR_025475.1 
1798724 180016 


Actinomycetales; Micrococ 


62 gi| 219878328 |ref|NR_025467.1 


partial sequ 


Dietzia natronolimnaea 


1261851 1263306 Dietzia natronolimnaea 
Corynebacterineae; Dietziaceae; 


Dietzia. 
Pseudoalteromonas 


1402605 1403959 Pseudoalteromonas ulvae 


Arthrobacter 
4 Arthrobacter 


Actinomycetales; Micrococcineae; 


Arthrobacter 
1 Arthrobacter 


Actinomycetales; Micrococcineae; 


Achromobacter 


EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Alcaligenaceae; Achromobacter. 
50 gi|224581405|ref|NR_027186.1| Achromobacter 
1471041 1472361 Achromobacter 
Burkholderiales; Alcaligenaceae; Achromobacter. 
62 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 
complete sequence 1495267 1496682 Tolumonas auensis DSM 9187 
Aeromonadaceae; Tolumonas. 
62 gi|219846622|ref|NR_026214.1| Corynebacterium 


1499786 1501111 


Actinobacteridae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
; Sinomonas. 

Nocardia 
6 Nocardia 
ebacterineae; 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Dysgonomonas mossii 
omonas mossii Bacteria; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Curtobacterium. 
62 gi|219878322|ref|NR_025461.1 
1820242 182172 
Micrococcin 
62 gi|219878321|ref|NR_025460.1 


Microbacteriac 
219878295 |ref|NR_025434.1 
sequence 1858220 185970 
Actinomycetales; Coryneb 


62 gi 


62 gi| 219878285 |ref|NR_025424.1 


1873541 187493 
Actinomycetales; Micrococc 


Curtobacterium 
4 Curtobacterium 
eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Corynebacterium 
1 Corynebacterium 
acterineae; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


62 gi|219878226|ref|NR_025365.1 


1952641 195404 


Corynebacterium 
7 Corynebacterium 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


608854 Bacteria_16S 


strain CF-25 16S 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


608854 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


608854 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


608854 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


608854 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


608854 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


608854 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


608854 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


608854 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


608854 Bacteria_16S 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Lemin 
608854 Bacteria_16S 2003935 2003880 9 62 gi| 219878193 |ref|NR_025332.1 


strain Eb 13/82 1 
Proteobacteria; G 


608854 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


608854 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


608854 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


608854 Bacteria_16S 
strain S$1/6-571 16S ribosomal RNA, partial sequence 2009346 20 


Proteobacteria; G 


608854 Bacteria_16S 


strain LMG 317541 
Proteobacteria; G 


608854 Bacteria_16S 


carotovorum subsp 


Pectobacterium carotovorum subsp. odoriferum Bacteria; 


Enterobacteriales 


608854 Bacteria_16S 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


608854 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


608854 Bacteria_16S 


antarcticus strai 


e; Corynebacterium. 
1957834 1957779 9 62 
ribosomal RNA, partial sequence 


gi 


oc 
1964020 1963965 9 62 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


ia 
ri 
1988527 1988472 9 


62 gi 


ammaproteobacteria; Enterobacteriales; E 
1990075 1990020 9 62 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


al 
te 
1991623 1991568 9 


62 gi 


ammaproteobacteria; Enterobacteriales; E 
1993166 1993111 9 62 gi 


ammaproteobacteria; Enterobacteriales; E 


1997794 1997739 9 62 gi 
ammaproteobacteria; Enterobacteriales; E 
1999333 1999278 9 62 gi 
ia; Enterobacteriales; Enterobacteriac 
2000867 2000812 9 62 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2002403 2002348 9 62 gi 


ea 


ct 


ammaproteobacteria; Enterobacteriales; E 


2005480 2005425 9 62 gi 
ammaproteobacteria; Enterobacteriales; E 
2007026 2006971 9 62 gi 
6S ribosomal 
ammaproteobacteria; Enterobacteriales; 
2008570 2008515 9 62 gi 
n DSM 9390 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


E 


se 
ia 


2010129 2010074 9 62 gi 


ammaproteobacteria; Enterobacteriales; E 
2026558 2026503 9 62 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2028001 2027946 9 62 gi 


odoriferum strain LMG 17566 16S riboso: 


; Enterobacteriaceae; Pectobacterium. 


219878223 
1957067 19585 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


608854 Bacteria_16S 219878219 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


219878202 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 


219878200 
6S ribosomal RNA, partial sequence 1992387 19938 


219878197 
16S ribosomal RNA, partial sequence 1997016 19 


219878196 
somal RNA, partial sequence 1998561 2000045 Pr 


219878195 


219878194 


6S ribosomal RNA, partial sequence 2003168 20 


219878192 
6S ribosomal RNA, partial sequence 2004699 20 


219878191 
RNA, partial sequence 2006247 20 


219878190 


219878189 


219878178 


omonada 
219878177 


ref|NR_025362.1 


; Micrococcaceae 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


occineae 


1 sequen 
a; Hydro 


ref |NR_025342.1 


nterobacteriaceae; 
ref|NR_025341.1 
e 1989290 199079 
erobacteriales; 


sequenc 
ria; Ent 
ref |NR_025340.1 


teri 
ref 


nterobac aceae; Serra 


NR_025339.1 


teri 
ref 


nterobac aceae; Rahne 
NR_025336.1 
985 
bacteri 
ref 
a fo 
a. 
ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 


ref |NR_025333.1 


ntero aceae; Prote 
NR_025335.1 
agi ntium Bacter 


e; Pragi 
20 


erial 


000 


es; 


046 
nterobacteriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 

2007792 200929 


bacteriales; Ent 


061 


nterobac 


077 
nterobac 
quenc 
Ent 


e 
ero 


v 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref |NR_025316.1 
partial sequenc 


108 


nterobac 


20257 
cea 


mal RNA, 


n T2 16S ribosomal RNA, partial sequence 


2030948 2030893 9 62 gi| 219878175 |ref|NR_025314.1 
DSM 20132 16S ribosomal RNA, partial sequence 2030195 203163 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
e; Corynebacterium. 

2037037 2036982 9 62 gi|219878170|ref|NR_025309.1 
CL553 16S ribosomal RNA, partial sequence 2036284 2037751 Coryne 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 

2066268 2066213 9 62 gi| 219878146 |ref|NR_025285.1 


Arthrobacter luteolus 


65 Arthrobacter luteolus Bacteria; 


’ 


Arthrobacter. 
Thiobacillus 

6 Thiobacillus 
drogenophilaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 
1996249 1996194 9 62 gi|219878198|ref|NR_025337.1| Rahnella aquatilis 
6S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 
bacterium proteus 

eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Corynebacterium 
bacterium simulans 


orynebacteriaceae; 


Micrococcus 


2065512 2067008 Microc 


occus antarcticus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 


608854 Bacteria_16S 


DSM 4568 16S ribosomal R 


Gammaproteobacteria; 
608854 Bacteria_16S 


2121204 2121149 9 


Enterobacteriales; 


2161897 2161842 9 


strain F829 16S ribosomal RNA, partial 


Actinobacteria; Actinoba 


608854 Bacteria_16S 


strain 128 16S ribosomal 
Tenericutes; Mollicutes; 


608854 Bacteria_16S 


2198454 2198399 9 


2199953 2199900 9 


62 


62 
sequence 


62 


RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


60 


strain MX9 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


608854 Bacteria_16S 
strain MMP-4 16S 


608854 Bacteria_16S 
strain RG-2C 16S 


608854 Bacteria_16S 


2212038 2211983 9 


2213538 2213483 9 


2216534 2216479 9 


62 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


62 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


62 


strain 1340 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


608854 Bacteria_16S 


2239311 2239256 9 


62 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


608854 Bacteria_16S 


2240822 2240767 9 


62 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


608854 Bacteria_16S 
strain ATCC 33638 
Bacteria; 
608854 Bacteria_16S 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial s 
pseudotuberculosis Bacteria; 


Yersinia. 
608854 Bacteria_16S 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial 
azotonutricium Bacteria; 


608854 Bacteria_16S 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
608854 Bacteria_16S 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 
608854 Bacteria_16S 


2242333 2242278 9 


2243844 2243789 9 


2270053 2269998 9 


Spirochaetes; 
2271565 2271510 9 


2273037 2272982 9 
Proteobacteria; 


2280722 2280667 9 


Proteobacteria; 


62 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


62 


62 


Spirochaetales; 


62 


KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


62 


Gammaproteobacteria; Alte 


62 


strain 852 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


608854 Bacteria_16S 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
608854 Bacteria_16S 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
608854 Bacteria_16S 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


2291233 2291178 9 
Proteobacteria; 


2333557 2333470 9 


2347061 2347006 9 


Micrococcaceae; Arthrobacter. 


608854 Bacteria_16S 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


2348570 2348515 9 


Micrococcaceae; Arthrobacter. 


608854 Bacteria_16S 


2360756 2360701 9 


62 


Gammaproteobacteria; 


93 


62 


62 


62 


strain K265 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


608854 Bacteria_16S 


2362274 2362219 9 


62 


strain K300 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


608854 Bacteria_16S 


strain HRC292 16S ribosomal RNA, partial sequence 


2369890 2369835 9 


62 


Gammaproteobacteria; 


gi|219857654 


gi|219857627 
2161153 21625 


cteridae; Actinomycetales; Corynebacterineae; 


gi|219857600 
2197691 21991 


gi|219857599 
2199190 22006 


gi|219857591 
2211275 22127 


gi| 219857590 
2212774 22142 


gi|219857588 
2215772 22172 


gi| 219857573 
2238534 22399 


gi] 219857572 
2240045 22415 


219857571 
22415 


gi 


gi| 219857570 


219857553 
sequence 

Spirochaet 
219857552 


gi 


gi 


219857551 
sequence 


gi 


gi| 219857546 
2279959 22814 


219857538 
sequence 
Alter 


gi 


219857507 
sequenc 
Actinom 


gi 
gi|219857496 
Actinom 
gi|219857495 


gi|219857487 
2360002 23614 


gi|219857486 
2361525 23629 


Cedecea. 


Actinomycetales; 


ref|NR_025243.1 


NA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; 
Enterobacteriaceae; 


ref |NR_025216.1 


ref|NR_025188.1 
ref 


NR_025187.1 


ref|NR_025179.1 


ref|NR_025178.1 


ref|NR_025176.1 


ref|NR_025161.1 
94 Yersinia 
teriaceae; 
ref|NR_025160.1 


teriaceae; 
ref|NR_025159.1 


Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


aceae; 
ref = 
90 2272278 Pseudo 


romonadales; 


ref|NR_025134.1 


ref|NR_025126.1 
2290487 229196 
omonadales; Pseu 


ref|NR_025095.1 
e 2332775 233429 
ycetales; Strept 


ref |NR_025084.1 
2346319 234777 
ycetales; Microc 


ref|NR_025083.1 

2347826 234928 
Micro 
ref|NR_025075.1 


; Microbacteriac 
ref|NR_025074.1 


; Microbacteriac 


gi|219857480 


Cedecea davisae strain 
Proteobacteria; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Yersinia rohdei strain 


rohdei Bacteria; 
Yersinia. 


Yersinia pestis strain 


05 Yersinia pestis Bacteria; 
Yersinia. 


Yersinia kristensenii 


56 2243016 Yersinia kristensenii 


eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Treponema 

9 Treponema 
Pseudoalteromonas 

alteromonas ruthenica 


seudoalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 


coccineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 


ref|NR_025068.1 


Mycoplasma primatum 


2369126 2370587 Mycoplasma primatum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


608854 Bacteria_16S 2371401 2371346 9 62 gi|219857479|ref|NR_025067.1| Mycoplasma opalescens 
strain MH5408 16S ribosomal RNA, partial sequence 2370638 2372093 Mycoplasma opalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

608854 Bacteria_16S 2375927 2375872 9 62 gi|219857476|ref|NR_025064.1| Mycoplasma iners 
strain PG30 16S ribosomal RNA, partial sequence 2375159 2376625 Mycoplasma iners Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

608854 Bacteria_16S 2378948 2378893 9 62 gi|219857474|ref|NR_025062.1| Mycoplasma 
columbinasale strain 694 16S ribosomal RNA, partial sequence 2378183 2379640 Mycoplasma 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

608854 Bacteria_16S 2442840 2442785 9 62 gi|219857424|ref|NR_025012.1| Shewanella japonica 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

608854 Bacteria_16S 2447426 2447371 9 62 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

608854 Bacteria_16S 2455085 2455030 9 62 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

608854 Bacteria_16S 2456559 2456504 9 62 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 2455783 2457213 Aeromonas 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonadaceae; Aeromonas. 

608854 Bacteria_16S 2462527 2462472 9 62 gi|219857408|ref|NR_024996.1| Raoultella planticola 
strain ATCC 33531 16S ribosomal RNA, partial sequence 2461740 2463175 Raoultella planticola 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 
608854 Bacteria_16S 2516868 2516813 9 62 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

608854 Bacteria_16S 2635634 2635579 9 62 gi|219857234|ref|NR_024862.1| Citrobacter werkmanii 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 2634842 2636362 Citrobacter werkmanii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
608854 Bacteria_16S 2655425 2655370 9 62 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

608854 Bacteria_16S 2677947 2677892 9 62 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

608854 Bacteria_16S 2688446 2688391 9 62 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

608854 Bacteria_16S 2701946 2701891 9 62 gi| 219857187 |ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

608854 Bacteria_16S 2741007 2740952 9 62 gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

608854 Bacteria_16S 2748307 2748252 9 62 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
608854 Bacteria_16S 2763254 2763199 9 62 gi|219857142|ref|NR_024770.1| Edwardsiella tarda 


strain ATCC15947 
Bacteria; Proteob 


608854 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; 


strain JCM1679 16 
Proteobacteria; 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


608854 Bacteria_16S 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


acteria; Gammaproteobacteria; Enteroba 
2764770 2764715 9 62 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766286 2766231 9 62 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2767777 2767722 9 62 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 
zia. 


ct 


E 


E 


al 
ri 


2834221 2834166 9 62 gi 
1 16S ribosomal RNA, partial sequence 
ne 


608854 Bacteria_16S 


strain ATCC 12775 


16S ribosomal RNA, partial sequence 2762542 27 


219857141 
2763991 27 


219857140 
2765507 27 


219857139 


219856901 


639 
es; Ent 


ref 


erobacteriac 
NR_024769.1 


erial 


654 


nterobacteriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024767.1 
e 2767023 276850 


inomycetales; Co 


669 


nterobac 


sequenc 
dae; Act 


ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 


28334 
bacterin 


40 Edwardsiella tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


56 Edwardsiella ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Dietzia 
5 Dietzia 
rynebacterineae; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 


2855777 2855722 9 62 gi 
16S ribosomal RNA, partial sequence 


219856887 


ref|NR_024706.1 


Pseudomonas flectens 


2854985 2856506 Pseudomonas flectens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 


608854 Bacteria_16S 
strain IFO 15616 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 2948991 2948936 9 62 gi 
strain JCM1235 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
608854 Bacteria_16S 2950479 2950424 9 62 gi 
strain JCM1237 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
608854 Bacteria_16S 2953478 2953423 9 62 gi 
strain JCM6051 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
cloacae complex. 
608854 Bacteria_16S 
strain 10.268-1 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
608854 Bacteria_16S 3006741 3006686 9 62 gi 
strain 801 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 3040019 3039964 9 62 gi 
strain HKI 0136 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
608854 Bacteria_16S 3044587 3044532 9 62 gi 
faecitabidus strain YLM-1 16S ribosomal RNA, partial se 
faecitabidus Bact 
Rarobacteraceae; 
608854 Bacteria_16S 


2903371 2903316 9 62 gi 


2985383 2985328 9 62 gi 


Rarobacter. 

3053772 3053729 9 50 
strain CreCitl 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 
608854 Bacteria_16S 3058367 3058312 9 62 gi 
amylolytica strain DSM 2873 16S ribosomal RNA, partial 
amylolytica Bacteria; Proteobacteria; Gammaproteobacter 
Succinimonas. 
608854 Bacteria_16S 
strain F98.3HR69 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 3119963 3119908 9 62 gi 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial se 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Ac 
Corynebacteriaceae; Corynebacterium. 
608854 Bacteria_16S 3148398 3148343 9 
falsenii CCUG 33651 16S 
Bacteria; Actinobacteria 
Corynebacterium. 
608854 Bacteria_16S 3175867 3175812 9 62 gi 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
608854 Bacteria_16S 3201820 3201765 9 
strain M408/89/1 


gi 


3098891 3098836 9 62 gi 


62 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycet 


, 


62 gi 


eria; Actinobacteria; Actinobacteridae; 


219856854 


16S ribosomal RNA, partial sequence 2902597 29040 
occineae 


oc 
219856824 


2948221 29496 
nterobac 


E 
219856823 


2949709 29511 
nterobac 


E 
219856821 


2952708 29541 
nterobac 


E 


219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
bacterin 


ne 
219846919 


3005987 30074 
occineae 


oc 
219846896 


6S ribosomal RNA, partial sequence 3039256 30407 
bacterin 


ne 
219846892 
quence 


v 


219846886 


3052993 30544 


eriaceae; 
219846883 

sequence 

ia; 


’ 


219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
occineae 


oc 
219846842 
quence 

ti 


219846823 
31476 
ales; 
219846804 
sequence 
Actinomyc 


219846787 


16S ribosomal RNA, partial sequence 3201064 32024 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacte 
Corynebacterium. 

608854 Bacteria_16S 3207807 3207752 9 62 gi| 219846783 |ref|NR_026375.1 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Corynebacteriaceae; Corynebacterium. 

608854 Bacteria_16S 3213780 3213725 9 62 gi|219846778|ref|NR_026370.1 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 321302 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacteriaceae; Corynebacterium. 

608854 Bacteria_16S 3215303 3215248 9 62 gi| 219846777 |ref|NR_026369.1 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

608854 Bacteria_16S 3395937 3395882 9 62 gi| 219846648 |ref|NR_026240.1 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Prom 
Promicromonospora. 

608854 Bacteria_16S 3400501 3400446 9 62 gi| 219846645 |ref|NR_026237.1 


Actinomy 


Aeromo 


nomyceta 


Cory 


ref |NR_024673.1 


; Microbacteriac 
ref|NR_024643.1 
58 Enterobacter 
teriaceae; Ente 
ref|NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 
29 Enterobacter 
teriaceae; Enter 


ref|NR_026525.1 


Nocardiacea 
NR_026511.1 


eae; 
ref 
> Mi 
ref 


crobacteriac 
NR_026488.1 


eae; Gordoniace 
ref |NR_026484.1 
3043846 304530 
cetales; Microco 
ref |NR_026478.1 
Formivibrio. 
ref|NR_026475.1 

3057592 305905 
nadales; Succini 


ref |NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref |NR_026434.1 
119211 312059 
Corynebacte 


Ww 


les; 


ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


ref|NR_026396.1 
3175122 317658 
etales; Coryneba 


ref |NR_026379.1 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Enterobacter aerogenes 


aerogenes Bacteria; 
Aa] 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 
a 


e; Gordonia. 
Rarobacter 

9 Rarobacter 

ccineae; 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 


Corynebacterium 
3 Corynebacterium 
rineae; 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Corynebacterium 
0 Corynebacterium 


cterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Promicromonospora 
romonospora citrea 


icromonosporaceae H 


Arthrobacter sulfureus 


strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


608854 Bacteria_16S 3402027 3401972 9 62 gi 


strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 34027 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 3405097 3405042 9 62 gi 
histidinolovorans strain DSM 20115 16S ribosomal RNA, p 
histidinolovorans Bacteria; Actinobacteria; Actinobacte 
Micrococcaceae; Arthrobacter. 

608854 Bacteria_16S 3406623 3406568 9 


62 gi 


strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 34073 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 3420186 3420131 9 62 gi 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 

608854 Bacteria_16S 3423148 3423093 9 62 gi 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, part 


luteoviolacea Bacteria; Proteobacteria; Gammaproteobact 
Pseudoalteromonas. 
608854 Bacteria_16S 3424631 3424576 9 62 gi 


carrageenovora strain ATCC 12662 16S ribosomal RNA, par 
Pseudoalteromonas ca 
Pseudoalteromonadaceae; Pseudoalteromonas. 
608854 Bacteria_16S 3427590 3427535 9 62 gi 
atlantica strain IAM 12927 16S ribosomal RNA, partial s 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria 
Pseudoalteromonas 
608854 Bacteria_16S 3430557 3430502 9 62 gi 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
608854 Bacteria_16S 3434735 3434680 9 62 gi 
pilosum strain ATCC 29592 16S ribosomal RNA, partial se 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 
608854 Bacteria_16S 3442093 3442042 15 64 gi 
haemolyticus strain DSM 6962 16S ribosomal RNA, complet 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacte 
Acinetobacter. 
608854 Bacteria_16S 
strain DSM 20315 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 3455963 3455908 9 62 gi 
strain DSM 20550 


3452907 3452852 9 62 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 3460507 3460452 9 62 gi 
nicotinovorans strain DSM 420 16S ribosomal RNA, comple 


nicotinovorans Bacteria; Actinobacteria; Actinobacterid 
Micrococcaceae; Arthrobacter. 

608854 Bacteria_16S 3462027 3461972 9 
strain DSM 20546 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


62 gi 


16S ribosomal RNA, partial sequence 3452140 34536 


16S ribosomal RNA, partial sequence 3455187 34566 


16S ribosomal RNA, partial sequence 3461261 34627 


608854 Bacteria_16S 3463550 3463495 9 62 


gi 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


608854 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


608854 Bacteria_16S 


crystallopoietes 
crystallopoietes 
Micrococcaceae; A 


608854 Bacteria_16S 


strain DSM 20133 
Actinobacteria; A 


608854 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 

3465073 3465018 9 


62 gi 


16S ribosomal RNA, partial sequence 3464306 34657 


ctinobacteridae; Actinomycetales; Micr 
3468118 3468063 9 62 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

3469644 3469589 9 


62 gi 


16S ribosomal RNA, partial sequence 3468874 34703 


ctinobacteridae; Actinomycetales; Micr 
3471162 3471107 9 62 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


219846644 


ococcineae; 
219846642 
Act 


ridae; 


219846641 


ococcineae; 
219846631 
ence 34194 
nadales; P 


219846629 
ia 
eria; Alte 
219846628 
tal 


219846626 
equence 


; Alteromonada 


219846624 
sequence 
Actinomyc 


219846620 
quence 
inomycetal 


219846615 
e sequence 
ria; 


219846608 


ococcineae; 
219846606 


ococcineae; 
219846602 
te sequenc 
ae; 


219846601 


ococcineae; 

219846600 
ee 
dae; 


219846599 


ococcineae; 
219846597 
rt 
idae; Acti 
219846596 


ococcineae; 
219846595 
sequence 

Actinomyc 


608854 Bacteria_16S 


3487885 3487830 9 62 gi 


219846584 


ref 


ref 
artial sequenc 


ref 


ref 


ref 
1 sequence 3422380 34238 
romo 
ref 
al sequence 
rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


ref 


etal 
ref 

es; 
ref 

Pseudomon 


ref 


ref 


ref 


ref 


ref 


e 


nadales 


3 


3426820 3 
les; Ps 


3429781 3 
es; 


3433993 3 
Coryneb 


3441331 3 
adales; 


Micrococc 


Micrococc 


Micrococc 


NR_026236.1 
49 Arthrobacter oxydans Bacteria; 
Micrococcaceae; 
NR_026234.1 
340433 
inomycetales; Mi 


NR_026233.1 
45 Arthrobacter aurescens Bacteria; 
Micrococcaceae; 
NR_026223.1 
18 3420843 Pseud 
seudoaltero: 


mona 


NR_026221.1 


Ps 


v 


NR_026220.1 


4238 


Arthrobacter oxydans 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


Arthrobacter. 
Pseudoalteromonas 
oalteromonas rubra 
daceae; 


Pseudoalteromonas 
10 Pseudoalteromonas 
eudoalteromonadaceae; 


Pseudoalteromonas 


61 3425283 


NR_026218.1 


4282 
eudo 


NR_026216.1 


4311 
yneb 


NR_026212.1 


4353 
acte 


NR_026207.1 


4427 
Mor 


NR_026200.1 
11 Micrococcus lylae Bacteria; 


acea 


NR_026198.1 
68 Arthrobacter 


acea 


NR_026194.1 
e 3459743 34612 
Actinomycetales; 


Micr 


NR_026193.1 
33 Arthrobacter 


acea 


NR_026192.1 


al sequence 
Actinomyc 


ref 
ref 
ial sequence 


nomycetales 


ref 


ref 
etal 


ref 


3 
etales; 


Micrococc 


3 


Micrococc 


3470399 3 
es; Mic 


4627 
Mic 


NR_026191.1 
79 Arthrobacter 


acea 


NR_026189.1 


4673 
> Mi 


NR_026188.1 
48 Arthrobacter 


acea 


NR_026187.1 


4718 
roco 


8 
xr 


e 


5 
c 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


4 
a 


Corynebacterium 
24 Corynebacterium 
acterineae; 


Corynebacterium 
3 Corynebacterium 
ineae; 


7 
xr 


Acinetobacter 
90 Acinetobacter 
axellaceae; 


Micrococcus lylae 


Micrococcus. 
Arthrobacter agilis 
agilis Bacteria; 

e; Arthrobacter. 
Arthrobacter 

10 Arthrobacter 
ococcineae; 


e; 


Arthrobacter ramosus 

ramosus Bacteria; 

e; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 
Arthrobacter 

2 3468823 Arthrobacter 

rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


e; Arthrobacter. 
Arthrobacter 
62 Arthrobacter 


Cc 


cineae; Micrococcaceae; 


NR_026176.1 


Actinotalea fermentans 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 3488602 Actinotalea fermentans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Actinotalea. 


608854 Bacteria_16S 
cangingivalis str 
cangingivalis Bacteria; 
608854 Bacteria_16S 


strain : CIP 7430 
Proteobacteria; 


strain ATCC 15712 
Bacteria; 


strain HK 204 16S 
Proteobacteria; 


wasabiae strain S 
Bacteria; Proteob 


betavasculorum st 


Pectobacterium. 


608854 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


strain CKK 16S ri 
Tenericutes; Moll 


michiganensis sub 


G 


Proteob 
608854 Bacteria_16S 


G 


3548815 3548760 9 


Bacteroidetes; 
3612730 3612675 9 


3658201 3658146 9 


Proteobacteria; 
3667432 3667377 9 


3668937 3668882 9 


3671951 3671896 9 


3673460 3673405 9 
Proteobacteria; 
3691672 3691617 9 
3715690 3715635 9 
bosomal RNA, 


3769187 3769132 9 


ain VPB 4874 16S ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; 
608854 Bacteria_16S 
gelidimarina stra 
gelidimarina Bacteria; 
608854 Bacteria_16S 


in ACAM 456 16S ribosomal RNA, partial 
Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
608854 Bacteria_16S 
R91 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 
608854 Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
608854 Bacteria_16S 
complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
608854 Bacteria_16S 
species tessellarius strain 78181 16S 


62 219846466 


sequence 


gi 


62 219846459 


36666 


gi 


62 gi| 219846458 


3668184 36696 
62 219846456 
36711 


gi 


62 gi|219846455 


Gammaproteobacteria; 

62 gi| 219846443 
3690909 36923 
62 gi|219846426 
3714904 37163 


62 219846385 


ribosomal 


gi 


ref 


Alteromonadales; 
ref 
79 3668133 Brenn 
Enterobacteriaceae; 
ref 
39 Erwinia persicina Bacteria; 
Enterobacteriaceae; 
ref 
96 3672653 Pecto 
Enterobacteriaceae; 
ref 
rain ATCC 43762 16S ribosomal RNA, partial sequence 
betavasculorum Bacteria; Enterobacteriales; 
ref 
64 Mycoplasma adleri Bacteria; 


ref 
67 Mycoplasma pullorum Bacteria; 


ref 
RNA, 


Aeromonas. 
NR_026058.1 
3657404 365891 
NR_026050.1 
NR_026049.1 


NR_026047.1 


NR_026046.1 
367270 


NR_026034.1 


NR_026017.1 


NR_025976.1 


Shewanellaceae; 


partial sequence 


62 gi|219846544|ref|NR_026136.1| Porphyromonas 
sequence 3548038 3549521 Porphyromonas 
Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
62 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
3611933 3613434 Aeromonas bestiarum Bacteria; 


Shewanella 
0 Shewanella 
Shewanella. 
Brenneria salicis 


eria salicis ATCC 15712 


Brenneria. 
Erwinia persicina 


Erwinia. 


Pectobacterium 


bacterium wasabiae 


Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 

Enterobacteriaceae; 


Mycoplasma adleri 


Mycoplasma pullorum 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


strain UC/MF 16S 
Tenericutes; Moll 


leopharyngis stra 
Bacteria; Teneric 


strain PU 16S rib 
Tenericutes; Moll 


strain 18323 16S 
Proteobacteria; B 
allosaccharophila 
allosaccharophila 
Aeromonas. 


608854 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


strain 7728-L6C 1 
Bacteroidetes; Ba 


608854 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; 
stercoraria Bacte 


strain KMM 6029 1 
Bacteroidetes; Fl 


608854 Bacteria_16S 
strain 848 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain JC1078 16S 


Bacteroidia; 
608854 Bacteria_16S 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 


3779889 3779834 9 


3782907 3782852 9 


3787346 3787291 9 


3803943 3803888 9 


3813124 3813069 9 
Bacteria; 
3828449 3828390 9 
3866172 3866117 9 
cteroidia; 
3867697 3867642 9 
3887827 3887772 9 
3982021 3981966 9 
avobacteria; 


4008853 4008798 9 


4054208 4054153 9 


4075346 4075291 9 


Micrococcineae; Microbacteriaceae; 
608854 Bacteria_16S 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
608854 Bacteria_16S 
in LL2 16S ribosomal RNA, partial sequence 37821 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

608854 Bacteria_16S 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
608854 Bacteria_16S 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Alcaligenaceae; 
608854 Bacteria_16S 


73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardiobacteriales; 
608854 Bacteria_16S 
6S ribosomal RNA, partial sequence 3865370 38668 
Bacteroidales; 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


ria; Proteobacteria; Betaproteobacteria; 
608854 Bacteria_16S 
6S ribosomal RNA, partial sequence 3981260 39826 
Flavobacteriales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
608854 Bacteria_16S 


Clavibacter. 
gi|219846377 
3779118 37805 


62 


62 gi| 219846375 


62 gi| 219846372 


3786577 37880 
62 gi| 219846360 
3803146 38046 
62 


gi|219846354 


Gammaproteobacteria; 


66 gi|219846344|ref|NR_025934.1 
3827653 3829122 Cardio 
Cardiobacteriac 

62 gi|219846318|ref|NR_025908.1 


Porphyromonadaceae; 

62 gi| 219846317 
38668 
Porphyromonadaceae; 


62 gi| 219846304 


62 gi|219846237 
Flavobacteriaceae; 
gi|219846217 


4008054 40095 


62 


62 gi|219846184 


62 gi| 219846169 


ref 
43 Mycoplasma sturni Bacteria; 


ref 
35 3783570 Mycopl 


ref 
11 Mycoplasma felifaucium Bacteria; 


ref 
09 Bordetella pertussis Bacteria; 


ref 
strain CECT 4199 16S ribosomal RNA, partial sequence 


Proteobacteria; Aeromonadales; 


42 Porphyromonas 
Porphyromonas. 

ref 
93 3868368 Porphy 
Porphyromonas. 
ref 
partial sequence 
Neisseriales; 
ref 
84 Bizionia paragorgiae Bacteria; 


ref 
59 Aeromonas molluscorum Bacteria; 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
608854 Bacteria_16S ref 


4053509 4054929 Serinicoccus 


ref 


NR_025968.1 


NR_025966.1 


NR_025963.1 


NR_025951.1 


Bordetella. 


NR_025945.1 
381232 


NR_025907.1 


NR_025894.1 

388702 
Neisseria 
NR_025827.1 


Bizionia. 
NR_025807.1 


Aeromonas. 
NR_025774.1 


Intrasporangia 


Mycoplasma sturni 
Mycoplasma 

asma leopharyngis 
Mycoplasma felifaucium 


Bordetella pertussis 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 
Porphyromonas macacae 

macacae Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 


ceae; Vitreoscilla. 
Bizionia paragorgiae 


Aeromonas molluscorum 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 


NR_025759.1 


Nocardia xishanensis 


strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


ACGTTCCCTTCGGGGACGGAAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGATTAGT 
TGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACG 
TGCTACAATGGATGGTACAACGAGCAGCGAAGTCGCGAGGCCAAGCAAATCTCTTAAAGCCATTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAGTC 
GGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGTAAC 
ATTTCTAGCTTGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAACGCGTAGGAACTTACCCAGTAGTTGGGGATAGCCCGGAGAAATCCGGATTAATACCGAAT 
AATCTCTACGGAGGAAAGGGGGCTTCGGCTCTCGCTACTGGATGGGCCTGCGTTGGATTAGCTAGTTGGTGTGGTAAAGGCGCACCAAGGCGACGATCCATAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCTGATCCAGCC 
ATACCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAATGAGGAGGAAAGGTTATTGGTTAATACCCAATAGCTGTGACGTTACTCATAGAAGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGTTAAGTTGGATGTG 
AAAGCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACAAGCTGGAGTACAGCAGAGGCAAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGA 
AGGAACACCAGTGGCGAAGGCGACTTGCTGGGCTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGTCTATTAGCCGTTGGGTCTGTTACGGACTTGGTGGCGAAGC TAACGCGATAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGAAATCCTGTGAAGTCTGTAGAGATACGGATGTG 
CCTTCGGGAACACAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTAGTTGCCAG 
CGAGTAATGTCGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCT 
ACAATGGCGCATACAGACGGTGGCGAAGCAGCGATGTGGAGCTAATCTGAGAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAA 
TCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGGTAGCTT 
AAAATTGGGCGCTCACCACGGTGTGGTTAATGACTGGGGTGAAGTCGTAACAAGGTAACCCTAGGGGAACTGGGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAAAATGCTTGCATTTTTGCT 
GACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGAGGGCGGGGGATAACCACTGGAAACGGTGGCTAATACCGCATAATGTCGCAAGACCAAAGTGG 
GGGACCTGAAAGGGCCTCACGCCCGCGGATGAACCCAGATGGGATTAGCTGGTAGGTAGGGTAATGGCCTACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGAT 
GACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTAT 
GAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGATATCGCTTGAACAGAGCGGTATGTTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTCAATTAAGTTAGATGTGAAATCCCCGGGCT 
TAACCTGGGAACGGCATCTAAGACTGGTTGGCTAGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTG 
GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGTCGATTTG 
GAGGTTGTTCCCTAAGAGGAGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTCAGAATTTGCTGGAGACAGCGAAGTGCCTTCGGGAACT 
GAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTG 
GGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGGAT 
ACAAAGTGAAGCGACCTCGCGAGAGCAAGCGGAACACATAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATC 
GTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT TGCAAAAGAAGTCGGTAGCTTAACCGTTTGGAG 
GGCGCTGACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAAAGTGCTTGCGCTTTTGCTGACGAGCGG 
CGGACGGGTGAGTAATGTCTGGGGATCTGCCCGAGGGCGGGGGATAACCACTGGAAACGGTGGCTAATACCGCATAATGTCGCGAGACCAAAGTGGGGGACCTGA 
AAGGGCCTCACGCCATCGGATGAACCCAGATGGGATTAGCTAGTAGGTAGGGTAACGGCCTACCTAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC 
CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGAATTGGCTTGAAGAGAGTTAATTTTTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTGAATTAAGTTAGATGTGAAATCCCCGGGCTCAACCTGGG 
AATGGCATCTAAGACTGGTTGACTGGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCG 
GCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGCG 
GTCTTGANCTGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTCAGAATTTGCTGGAGACAGCGAAGTGCCTTCGGGACCTGAGAGACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGCGTGAAGGCGGGAACTCAAA 
GGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGGATACAAAGTGAA 
GCGACCTCGCGAGAGCAAGCGGAACACACAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGC 
ATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTCGGTAGCTTAACCGAAAGGGGGGCGCTGACC 
ACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATAGGTAGCTTGCTTTTTAGAGACCGGCGCACGGGTGCGTAACGCGTATGCAATC 
TACCTTTCACAGAGGGATAGCCCAGAGAAATTTGGATTAATACCTCATAGTATAACATGGCCGCATGGTCGAGTTATTAAAGTCACAACGGTGAAAGATGAGCAT 
GCGTCCCATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACTACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACT 
CCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTATAC 
GAGAAGAAACACTCCTTCGTGAAGGAGCTTGACGGTATCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATC 
CGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTTTAGTAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGCTAGACTTGAATTAT 
TAGGAAGTAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACTAATATATTGACGCTGATGGACG 
AAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTGGGCGCAAGTTCAGTGGCTAAGCGAAAGTGATAAGT 
ATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACC 
TTACCAAGGCTTAAAATGTAGATTGACCGGTTTGGAAACAGACTTTTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCA 
GGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCAAGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGA 
CGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCACTGGGCGACCAGGAGCGAATCTACAAAACCGGTCA 
CAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACC 
GGAAGGTGCGGCTGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGG 
GGTAGGAGAAGCTTGCTTTTCTGAGACCGGCGCACGGGTGCGTAACGCGTATGCAATCTACCTTTCACAAAGGGATAGCCCAGAGAAATTTGGATTAATACCTTA 
TAGTAATACGCCTTGGCATCAAGATGTATTTAAAGATTTATCGGTGAAAGATGAGCATGCGTCCCATTAGCTAGTTGGTATGGTAACGGCATACCAAGGCTACGA 
TGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAGCCT 
GATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTATACAGGAAGAAACACCTCTACGTGTAGAGACTTGACGGTACTGTAAGAAT 
AAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTCAGATAAGTCAGT 
GGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGTCTGACTTGAATTATTAGGAAGTAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGAT 
TACATGGAATACCAATTGCGAAGGCAGGTTACTACTAATATATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGGATACTAGCTGTTGGGAGCAATCTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGAACGCAAGTTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGATTGACCGGTTTGGAAACAGATCTTTC 


608854 Bacteria_16S 


strain CA15-8 16S 


strain HKI0088 16 


strain PCL 16S ri 
Fusobacteria. 


608854 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


608854 Bacteria_16S 


strain Fowl 16S r 


Proteobacteria; Gammaproteobacteria; 
608854 Bacteria_16S 


strain 50 16S rib 


Proteobacteria; Gammaproteobacteria; 
608854 Bacteria_16S 


strain PB 1 16S r 


Proteobacteria; Gammaproteobacteria; Vibrionales; 
608854 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


strain OY 0-002 1 
Proteobacteria; G 


608854 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


608854 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


608854 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


608854 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


608854 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


608854 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


608854 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


608854 Bacteria_16S 


NS12 16S ribosoma 
Sphingobacteria; 


608854 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


608854 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


608854 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


608854 Bacteria_16S 


strain LMG 20362 
Proteobacteria; G 


4200318 4200263 9 62 
ribosomal RNA, partial sequence 


gi 


4235223 4235168 9 62 gi 


65918 65856 9 69 
S ribosomal RNA, partial sequence 


gi 


149271 149217 13 65 
bosomal RNA, partial sequence 


gi 


167848 167766 9 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
169372 169290 9 88 gi 
ibosomal RNA, partial sequence 
Vibrionales; 
170848 170766 9 88 
osomal RNA, partial sequence 
Vibrionales; 
172358 172276 9 88 
ibosomal RNA, partial sequence 


88 


gi 


gi 


gi 


173866 173780 9 
RNA, partial sequence 


92 gi 


175374 175292 9 88 gi 
ammaproteobacteria; 
222960 222878 9 
osomal RNA, partial sequence 
ammaproteobacteria; 
486594 486512 9 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
644983 644897 9 92 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
709481 709395 9 92 gi 
16S ribosomal RNA, partial sequence 


88 gi 


88 gi 


1113063 1113001 9 69 gi 
76 16S ribosomal RNA, partial sequence 


1150857 1150803 9 61 gi 
n QMT2 16S ribosomal RNA, partial sequ 


1249240 1249186 9 

1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
1355292 1355206 9 92 gi 


61 gi 


costicola Bacteria; Proteobacteria; 


1432305 1432251 9 61 gi 
irae; Nitrospirales; Nitrospiraceae; L 
1743597 1743543 9 61 gi 
R2A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1776817 1776735 9 


88 gi 


ammaproteobacteria; Vibrionales; Vibri 


608854 Bacteria_16S 


15052 16S ribosom 
Gammaproteobacter 


1794954 1794872 9 88 gi 
al RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


acteria; Actinobacteridae; Actinomycetales; 


ales; 


219846075 
4199561 42010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 
strain F2R9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
608854 Bacteria_16S 


ococcineae; 
219846045 
4234473 42358 
Enterobacteriaceae; 
265679020 
65168 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 


66643 


ococcineae; Bogoriellaceae; 
265678963 
148511 15001 


265678951 
167046 168502 Vibrio mimicus Bacteria; 


265678950 

168553 16998 
Vibrionaceae; 
265678949 

170036 17150 
Vibrionaceae; 
265678948 

171556 17300 
Vibrionaceae; 
265678947 
173054 174520 Vibri 
ia; Vibrionales; Vibrionaceae; Aliivibrio. 
608854 Bacteria_16S 265678946 
6S ribosomal RNA, partial sequence 174571 17599 
Vibrionales; Vibrionaceae; 
265678914 
222148 22363 
Vibrionales; Vibrionaceae; 
265678727 
485792 487320 Vibri 


265678621 
644174 645732 Vibri 


265678576 


70866 


irae; Nitrospirales; Nitrospiraceae; Leptospiril 
265678300 


11123 
Micr 


253680756 
ence 11501 
acteria; Alphaproteobacteria; Rhodospirillales; 

219857416 
1248510 1249867 Runel 
Runella. 

228720264 
strain ATCC 33508 16S ribosomal RNA, partial seq 
Gammaproteob 


224581434 
in L15 16S ribosomal RNA, partial sequence 14315 
eptospiril 
219878378 


17428 
Stre 


219878352 
16S ribosomal RNA, partial sequence 1776030 17774 
onaceae; V 


Vibrio. 


Vibrio. 


Vibrio. 


Vibrio 


ref|NR_025665.1| Arthrobacter koreensis 
31 Arthrobacter koreensis Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 
Klebsiella. 
ref |NR_029328.1| Bogoriella caseolytica 
Bogoriella caseolytica Bacteria; 
Bogoriella. 
ref|NR_029271.1| Clostridium rectum 
5 Clostridium rectum Bacteria; 


ref|NR_029259.1| Vibrio mimicus strain 
Proteobacteria; 
ref|NR_029258.1| Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 


ref|NR_029256.1| Vibrio gazogenes 
3 Vibrio gazogenes Bacteria; 


Vibrio. 
ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 
ref|NR_029254.1| Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


ref|NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 


ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 


ref|NR_028926.1| Vibrio lentus strain 
o lentus Bacteria; Proteobacteria; 


ref|NR_028881.1| Aliivibrio wodanis 
8 710188 Aliivibrio wodanis Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
795836 795782 9 61 gi| 265678515 |ref|NR_028818.1| Leptospirillum 
n P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 


lum. 
ref|NR_028601.1| Microbacterium 

07 1113789 Microbacterium halophilum 
ococcineae; Microbacteriaceae; 


ref|NR_028004.1| Thalassospira 

78 1151571 Thalassospira lucentensis 
Rhodospirillaceae; Thalassospira. 
ref|NR_025004.1| Runella zeae strain 
la zeae Bacteria; Bacteroidetes; 


ref|NR_027590.1| Salinivibrio costicola 
uence 1354469 1355953 Salinivibrio 
acteria; Vibrionales; Vibrionaceae; 


ref|NR_027216.1| Leptospirillum 

17 1433000 Leptospirillum ferrooxidans 
lum. 
ref|NR_025517.1| Nocardiopsis 

31 1744318 Nocardiopsis metallicus 
ptosporangineae; Nocardiopsaceae; 


ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 
ibrio. 


219878339 
1794167 1795601 Vibrio xuii Bacteria; 


ref|NR_025478.1| Vibrio xuii strain 


Proteobacteria; 


608854 Bacteria_16S 


strain LMG 20546 
Proteobacteria; 


strain LMG 20536 
Proteobacteria; 


strain P 297/02 1 


Microbacterium. 


608854 Bacteria_16S 
lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 
608854 Bacteria_16S 
aquiterrae strain 
Bacteria; Actinob 


Nocardioides. 


608854 Bacteria_16S 
R29812 16S ribosomal RNA, partial sequ 
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15286 Bacteria; 
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G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


T. 
Thermodesulfatato 
608854 Bacteria_16S 
strain Se-1 16S r 
Deinococcus-Thermus; 
608854 Bacteria_16S 


1796439 1796357 9 88 gi 


16S ribosomal RNA, partial sequence 1795652 17971 
ammaproteobacteria; Vibrionales; Vibri 


1797993 1797911 9 88 gi 


16S ribosomal RNA, partial sequence 1797206 17986 
ammaproteobacteria; Vibrionales; Vibri 


1819471 1819409 9 69 gi 
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; Actinobacteria; Actinobacteridae; Ac 
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in DSM 4903 16S ribosomal RNA, partial 
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hermodesulfobacteria; Thermodesulfobac 


r. 
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ibosomal RNA, partial sequence 

Deinococci; Thermales; 
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gi 


Thermaceae; 
69 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


608854 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
608854 Bacteria_16S 
acanthamoebae str 


acanthamoebae Bac 


608854 Bacteria_16S 


strain DZZM 328 1 


3020240 3020186 9 61 
ribosomal RNA, partial sequence 
Deinococci; Thermales; 
3233505 3233451 9 61 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3436167 3436113 10 62 gi 


gi 


Thermaceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 


608854 Bacteria_16S 


strain DSM 20145 


3505909 3505847 9 69 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


608854 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


608854 Bacteria_16S 
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Proteobacteria; 


strain ATCC 15338 
Proteobacteria; 


strain 717 16S ri 
Proteobacteria; 


nigripulchritudo 
nigripulchritudo 


608854 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 
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608854 Bacteria_16S 
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Bacteria; Proteob 


G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


G 
608854 Bacteria_16S 


3547282 3547228 9 61 gi 
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3558110 3558028 9 88 gi 
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ammaproteobacteria; Vibrionales; Vibri 
3559590 3559508 9 88 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
3561105 3561023 9 88 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3562626 3562544 9 88 gi 
strain 164 16S ribosomal RNA, partial 

Bacteria; Proteobacteria; Gammaproteob 
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ammaproteobacteria; Vibrionales; Vibri 
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osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
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16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Vibriona 
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6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria_16S 
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333/02 16S ribosomal RNA, partial seq 


eria; Actinobacteria; Actinobacteridae; 


GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
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6S ribosomal RNA, partial sequence 3435424 34367 


16S ribosomal RNA, partial sequence 3505155 35066 
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219878323 |ref 


, 


ref 


ococcineae 
219878229 
uence 
tinomycetales; 
219878136 
sequence 
Actinomy 


ref 


v 


219878122 
nce 20991 
ales; Prop 


ref 


219857583 
ence 22232 
teriales; 


ref 
Ther 
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ref 
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35647 
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ibri 
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35678 
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ceta 
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07 3569262 Vibri 
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NR_025476.1 
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NR_025462.1 
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5 
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NR_025275.1 
7 
les; Propion 
NR_025261.1 
d 


v 


bacterineae 
NR_025171.1 
modesulfoba 


Cc 


NR_024867.1 


NR_024674.1 
crobacteriac 
NR_026502.1 
NR_026357.1 


Parachlamydi 
NR_026211.1 


Corynebacte 


NR_026164.1 


crobacteriac 
NR_026137.1 


romonas 
NR_026129.1 
ibrio 


oO. 
NR_026128.1 
ibrio 
oO. 
NR_026127.1 


ibri 
oO. 
NR_026123.1 


oO. 
NR_026122.1 
° 
eae; Vibrio. 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 
ibri 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 
ibri 


Plantibacter flavus 


91 Plantibacter flavus Bacteria; 
Mi 


eae; Plantibacter. 
Microbacterium 

0 Microbacterium 

eae; Microbacteriaceae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Thermodesulfatator 
desulfatator indicus DSM 


teriaceae; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Parachlamydia 
7 Parachlamydia 
a. 
Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Porphyromonas cansulci 
cansulci Bacteria; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 

8 Vibrio 

ionaceae; Vibrio. 
Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


NR_025992.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio scophthalmi 


3748871 3750367 Vibrio scophthalmi Bacteria; 


608854 Bacteria_16S 3814643 3814586 9 64 gi|219846353|ref|NR_025944.1| Salegentibacter 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 3813879 3815349 Salegentibacter 
salegens Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
608854 Bacteria_16S 3820773 3820717 9 62 gi|219846349|ref|NR_025940.1| Helicobacter 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

608854 Bacteria_16S 3825403 3825345 9 65 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 

608854 Bacteria_16S 4051252 4051198 9 61 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

608854 Bacteria_16S 283618 283537 9 87 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

608854 Bacteria_16S 288111 288070 9 48 gi|265678868|ref|NR_029174.1| Mycoplasma felis 
strain ATCC 23391 16S ribosomal RNA, partial sequence 287341 288773 Mycoplasma felis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

608854 Bacteria_16S 289618 289563 9 62 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

608854 Bacteria_16S 343146 343058 9 94 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

608854 Bacteria_16S 602132 602091 9 48 gi| 265678651 |ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

608854 Bacteria_16S 681212 681155 9 64 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

608854 Bacteria_16S 696373 696292 16 94 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

608854 Bacteria_16S 759091 759034 9 64 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

608854 Bacteria_16S 760643 760586 9 64 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
strain V33 16S ribosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

608854 Bacteria_16S 779084 779003 9 87 gi|265678526|ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
608854 Bacteria_16S 803657 803616 9 48 gi|265678510|ref|NR_028813.1| Mycoplasma canis 
strain PG14 16S ribosomal RNA, partial sequence 802889 804333 Mycoplasma canis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

608854 Bacteria_16S 1060411 1060358 9 60 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

608854 Bacteria_16S 1158407 1158354 9 60 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

608854 Bacteria_16S 1162986 1162933 9 60 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 
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NR_025893.1 
150715 


Neisseria elongata 
8 1508633 Neisseria 


elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Neisseria. 


608854 Bacteria_16S 1544428 1544371 9 


64 


strain KMM 426 16S ribosomal RNA, partial sequence 


Bacteroidetes; Flavobacteria; 


608854 Bacteria_16S 1680957 1680904 9 


Flavobacteriales; 


60 


gi| 219857262 


1543657 15451 
Flavobacteriaceae; 


gi| 219878421 


mediatlanticus strain TR 16S ribosomal RNA, partial sequence 


mediatlanticus Bacteria; 
608854 Bacteria_16S 
strain DSM 12145 
Bacteroidetes; Sphingobacteria; 
608854 Bacteria_16S 
marincola strain 


1717700 1717647 9 


1825670 1825617 9 


608854 Bacteria_16S 
submarinus strain 


1827148 1827095 9 


608854 Bacteria_16S 1831670 1831613 9 


Deinococcus-Thermus; 


60 


60 


60 


64 


strain VenChi2 16S ribosomal RNA, partial sequence 


Fusobacteria; Fusobacteriales; 


608854 Bacteria_16S 1894372 1894319 9 


Fusobacteriaceae; 


60 


Deinococci; 


gi| 219878396 


16S ribosomal RNA, partial sequence 1716916 17183 


Sphingobacteriales; Sphingobacteriaceae; 


gi|219878319 


KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; 


gi|219878318 


KMM 225 16S ribosomal RNA, partial sequence 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; 


gi|219878315 


1830898 18324 
Ilyobacter. 


gi|219878268 


norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 


norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfomicrobium. 

608854 Bacteria_16S 
strain DSM 12838 
Proteobacteria; Deltaproteobacteria; 
608854 Bacteria_16S 


1933595 1933542 9 


1977568 1977515 9 


macestii strain M-9 16S ribosomal RNA, partial sequence 


Bacteria; 


608854 Bacteria_16S 2175683 2175630 9 


60 


60 


60 


strain YKJ-103 16S ribosomal RNA, partial sequence 


608854 Bacteria_16S 2204484 2204443 9 


48 


strain 486 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


608854 Bacteria_16S 2205983 2205942 9 


gallopavonis strain WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycopl 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Bacteria; 
608854 Bacteria_16S 
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2207493 2207452 9 


608854 Bacteria_16S 2209009 2208968 9 


48 


48 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


48 


strain H831 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


608854 Bacteria_16S 2210522 2210481 9 


48 


strain CH 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


608854 Bacteria_16S 
strain BbT2g 16S 


2215036 2214995 9 


608854 Bacteria_16S 2363842 2363785 9 


strain ATCC49733 


608854 Bacteria_16S 
strain HPA92 16S 
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ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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608854 Bacteria_16S 
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608854 Bacteria_16S 3018720 3018667 9 
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87 
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16S ribosomal RNA, partial sequence 3863852 3865319 Alisti 
cteroidia; Bacteroidales; Rikenellaceae; Alistipes. 
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3389962 3389909 9 60 gi|219846652|ref|NR_026244.1| Meiothermus 
ain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
teria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

3391461 3391404 9 64 gi|219846651|ref|NR_026243.1| Propionigenium maris 


40 Propionigenium maris Bacteria; 


Acinetobacter lwoffii 
Bacteria; 
Tis 

Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 

Gelidibacter algens 


64 Gelidibacter algens Bacteria; 


Mycoplasma 
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Mycoplasma bovoculi 
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Mycoplasma 
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Kingella oralis strain 
ria; Proteobacteria; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Gillisia mitskevichiae 
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Firmicutes; Clost 
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saccharolyticus s 
saccharolyticus B 
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aerosaccus strain 
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nepalensis strain 
Bacteria; Firmicu 
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strain ED 11/3LLK 
Aquificae; Aquifi 
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strain HKI 0120 1 
Actinobacteria; A 
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strain HKI 0119 1 
Actinobacteria; A 
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strain NCTC 10617 


Proteobacteria; B 
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lacustris strain 
Bacteria; Actinob 
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608854 Bacteria_16S 


montpellierensis 
montpellierensis 
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strain VPI D 75 B 
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strain ATCC 43541 
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trevisanii strain 
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608854 Bacteria_16S 


thermophila strai 


Bacteria; Proteob 


608854 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


4093668 4093611 9 64 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
6S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

4145357 4145304 9 60 gi|219846117|ref|NR_025707.1| Spiroplasma 
ain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4162405 4162364 9 48 gi|219846106|ref|NR_025696.1| Algibacter lectus 
6S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

39983 39895 9 94 gi| 265679037 |ref|NR_029345.1| Staphylococcus 

F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
tes; Bacillales; Staphylococcus. 

176860 176820 9 47 gi|265678945|ref|NR_029253.1| Photobacterium 

L1 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

244509 244421 9 94 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
ibosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
ridia; Clostridiales; Veillonellaceae; Megasphaera. 

312531 312443 9 94 gi|265678852|ref|NR_029158.1| Staphylococcus 
train S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
acteria; Firmicutes; Bacillales; Staphylococcus. 

527960 527920 9 47 gi|265678700|ref|NR_029005.1| Enhydrobacter 

G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

541644 541556 9 94 gi| 265678691 |ref|NR_028996.1| Staphylococcus 

CW1l 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
tes; Bacillales; Staphylococcus. 

603729 603677 9 59 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 

16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
cales; Desulfurobacteriaceae; Thermovibrio. 

635688 635632 9 63 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
6S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

637219 637163 9 63 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
6S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

682617 682577 9 47 gi|265678594|ref|NR_028899.1| Neisseria lactamica 

16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

705143 705055 9 94 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

766730 766642 9 94 gi| 265678535 |ref|NR_028839.1| Veillonella 
strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

828028 827940 9 94 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

829604 829516 9 94 gi|265678493|ref|NR_028796.1| Selenomonas noxia 

16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

869096 869028 9 74 gi| 265678466 |ref|NR_028769.1| Leptotrichia 

"WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
ia; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

965742 965702 9 47 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
is strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
is Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 

1019193 1019105 9 94 gi|265678365|ref|NR_028667.1| Staphylococcus 
uccinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 

Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1029896 1029812 9 90 gi|265678358|ref|NR_028660.1| Thiomicrospira 
n I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1036038 1035982 9 62 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
bosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

1049901 1049849 9 59 gi|265678345|ref|NR_028647.1| Balnearium 
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Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

608854 Bacteria_16S 1172118 1172030 9 94 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 

peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 

peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 

Dethiosulfovibrio. 

608854 Bacteria_16S 1196350 1196262 9 94 gi|228715574|ref|NR_027535.1| Denitrovibrio 

acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 

12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

608854 Bacteria_16S 1291206 1291150 9 63 gi|228720812|ref|NR_027597.1| Corynebacterium 

urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 

DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Corynebacteriaceae; Corynebacterium. 

608854 Bacteria_16S 1294267 1294179 9 94 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 

subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 

subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

608854 Bacteria_16S 1320104 1320016 9 94 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 

subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 

capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

608854 Bacteria_16S 1321646 1321558 9 94 gi|228715346|ref|NR_027518.1| Staphylococcus 

carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 

carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

608854 Bacteria_16S 1339901 1339861 9 47 gi|228721340|ref|NR_027605.1| Magnetospirillum 

gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 

gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 

Magnetospirillum. 

608854 Bacteria_16S 1389909 1389829 9 86 gi|228716586|ref|NR_027553.1| Bdellovibrio 

bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 

bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 

Bdellovibrio. 

608854 Bacteria_16S 1497523 1497435 9 94 gi|219846665|ref|NR_026257.1| Halanaerobium 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

608854 Bacteria_16S 1512437 1512397 9 47 gi|219878127|ref|NR_025266.1| Histophilus somni 

strain 8025 16S ribosomal RNA, partial sequence 1511717 1513077 Histophilus somni Bacteria; 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 

608854 Bacteria_16S 1524550 1524462 9 94 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 

strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
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608854 Bacteria_16S 2265411 2265371 9 47 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 

608854 Bacteria_16S 2359232 2359144 9 94 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

608854 Bacteria_16S 2388073 2388049 9 33 gi| 219857468 |ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
608854 Bacteria_16S 2417163 2417076 9 94 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

608854 Bacteria_16S 2504707 2504623 9 90 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

608854 Bacteria_16S 2535074 2534986 9 94 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

608854 Bacteria_16S 2566552 2566464 9 94 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

608854 Bacteria_16S 2600303 2600263 9 47 gi|219857268|ref|NR_024899.1| Mannheimia 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
608854 Bacteria_16S 2603411 2603371 9 47 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

608854 Bacteria_16S 2604965 2604925 9 47 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 
strain P925 16S ribosomal RNA, partial sequence 2604168 2605671 Mannheimia glucosida Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

608854 Bacteria_16S 2638778 2638738 9 47 gi|219857232|ref|NR_024860.1| Actinobacillus 
succinogenes strain 130Z 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Actinobacillus. 

608854 Bacteria_16S 2909545 2909457 9 94 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

608854 Bacteria_16S 2911089 2911001 9 94 gi|219856849|ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

608854 Bacteria_16S 2912631 2912543 9 94 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

608854 Bacteria_16S 2915718 2915630 9 94 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

608854 Bacteria_16S 2917260 2917172 9 94 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

608854 Bacteria_16S 2968563 2968475 9 94 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 

608854 Bacteria_16S 3056831 3056791 9 47 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

608854 Bacteria_16S 3133336 3133280 9 63 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

608854 Bacteria_16S 3198841 3198801 9 47 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 
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16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
608854 Bacteria_16S 3696152 3696112 9 47 gi|219846439|ref|NR_026030.1| Actinobacillus 
porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 
608854 Bacteria_16S 3841943 3841855 9 94 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
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4138305 41398 

Spiroplasmatac 
ref |NR_025699.1 
4156944 415845 
Spiroplasmatac 
ref |NR_029350.1 
31915 33385 Microb 
Micrococcineae; Micr 


les; 


ref|NR_029348.1 
34837 36333 
Treponema. 


ref|NR_029296.1 


s 
ae; Phaeospirillum. 


46 4003543 Photob 


e 


97 Staphylococcus warneri Bacteria; 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Phaeospirillum fulvum 
pirillum fulvum 


Photobacterium 
acterium lipolyticum 


Photobacterium. 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 
aceae; 


Janibacter. 
Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
Alteromon 


as. 
Veillonella caviae 


00 Veillonella caviae Bacteria; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Volucribacter 

3 4124536 Volucribacter 


Pasteurellaceae; 


Aestuariibacter 
8 Aestuariibacter 


Alteromonadaceae; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Microbacterium 
acterium flavescens 
obacteriaceae; 


Treponema 
Treponema 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Microbacterium 
Microbacterium 
cineae; 


Brevibacterium 


epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


608854 Bacteria_16S 
strain EUH N 1304 


Bacteroidetes; 


608854 Bacteria_16S 
strain ATCC 33779 


Bacteroidetes; 


608854 Bacteria_16S 
strain WPH 179 16 


324675 324652 9 32 gi 


265678844 


ref 


-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevo 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

326205 326182 9 32 gi| 265678843 |ref|NR_029148.1 

16S ribosomal RNA, partial sequence 325398 326875 Prevo 


Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
327728 327705 9 32 gi| 265678842 |ref|NR_029147.1 
S ribosomal RNA, partial sequence 326926 32843 


NR_029149.1 


Prevotella disiens 


tella disiens Bacteria; 


Prevotella veroralis 


tella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

608854 Bacteria_16S 420564 420541 9 32 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

608854 Bacteria_16S 466660 466637 9 32 gi|265678740|ref|NR_029045.1| Rothia amarae strain 


J18 16S ribosomal 


Actinobacteridae; 


608854 Bacteria_16S 
australiensis str 
australiensis Bac 


Quatrionicoccus. 


608854 Bacteria_16S 
kerguelensis stra 


RNA, partial sequence 


465880 467346 Rothi 


a amarae Bacter 


kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Arthrobacter. 
608854 Bacteria_16S 619055 619000 9 62 gi|265678639|ref|NR_028944.1 


aerolatum strain 


Bacteria; Actinob 


Microbacterium. 


608854 Bacteria_16S 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, part 


acteria; Actinobacteridae; Actinomycet 


623428 623405 9 32 gi 


V-73 16S ribosomal RNA, partial sequence 
ales; 


265678636 
ial sequen 


61837 


ref 


Micrococ 


ce 622694 62416 


aurimucosum Bacte 
Corynebacteriaceae; Corynebacterium. 


608854 Bacteria_16S 


strain Muenster 2 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
631125 631102 9 32 gi|265678630|ref|NR_028935.1 
000 16S ribosomal RNA, partial sequence 630349 631823 Kytoc 


1 619715 Microb 
cineae; Microbacteriaceae; 


NR_028941.1 
8 


i 


a; Actinobacteria; 


Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

481961 481938 9 32 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
ain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

494361 494306 9 62 gi|265678722|ref|NR_029027.1| Arthrobacter 
in KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Microbacterium 
acterium aerolatum 


Corynebacterium 
Corynebacterium 


acterineae; 


Kytococcus schroeteri 


occus schroeteri 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
608854 Bacteria_16S 659916 659893 9 32 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

608854 Bacteria_16S 675075 675052 9 32 gi| 265678599 |ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
608854 Bacteria_16S 694818 694763 9 62 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

608854 Bacteria_16S 699355 699332 9 32 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 


strain 6111 16S r 
Proteobacteria; 


strain B14 16S ri 
Bacteroidetes; Ba 


608854 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


608854 Bacteria_16S 


Bacteria; Proteob 


608854 Bacteria_16S 


strain S1 16S rib 


G 


ibosomal RNA, partial sequence 


698584 69993 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
608854 Bacteria_16S 


729596 729573 9 32 gi|265678562|ref|NR_028866.1 
bosomal RNA, partial sequence 728785 73027 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
769738 769715 9 32 gi| 265678533 |ref|NR_028837.1 
RNA, partial sequence 768965 770424 Vibrio ruber Bacteria 
ia; Vibrionales; Vibrionaceae; Vibrio. 
814358 814303 9 62 gi|265678503|ref|NR_028806.1 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioal 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
837186 837163 9 32 gi| 265678488 |ref|NR_028791.1 
osomal RNA, partial sequence 836449 83791 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
849244 849221 9 32 gi|265678480|ref|NR_028783.1 


608854 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


608854 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


teria; Proteobacteria; 
971871 971848 9 32 gi 
16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 


608854 Bacteria_16S 


strain WSU 86/104 
Chlamydiae; Chlam 


973434 973411 9 32 gi 
4 16S ribosomal RNA, complete sequence 
ydiales; Waddliaceae; Waddlia. 


ain LX3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


265678396 


obacterale 
265678395 


Enteroba 
ref 
97110 
s; C 
ref 


848542 84982 


0 972566 Campy 


3 
cteriales; E 
NR_028698.1 
1 
ampylobacter 


4 Thiocystis violascens Bacteria; 
Thiocystis. 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Vibrio ruber strain 
; Proteobacteria; 


Thioalkalimicrobium 

kalimicrobium cyclicum 

; Thioalkalimicrobium. 
Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Klebsiella 
Klebsiella 
nterobacteriaceae; 


Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 


NR_028697.1 


Waddlia chondrophila 


972617 974173 Waddlia chondrophila Bacteria; 


GCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAG 
TCATGTCGGGAACTCTAACGAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTACAA 
TGGCCGGTACAGAGAGCAGCCACTGGGTGACCAGGAGCGAATCTATAAAACCGGTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCT 
AGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACCGCAAG 
GAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGTGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNTAGAGTTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCTTTCGGGGTACACGAGC 
GGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTCCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCACGGATCGCATGGTGTGTGGT 
GGAAAGTTTTTTCGGTGGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACG 
GCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGTGAGTGACGGTACCTGGATAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAACACGTAGG 
GTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGTCCGTGAAAACCTGCAGCTTAACTGTGGGCTTGCGGTCGATACGG 
GCATGACTGGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGCCATTCCACGGTCTCT 
GTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACCAGACATCCCTAGAGATAGGGCTTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCAGGTACAGAGGGCTGCGAGACCGTGAGGTG 
GAGCGAATCCCTTAAAGCTTGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCGACGGCCTAACCCCTTGTGGGAGGGAGTTGTCGAAGGTGGGACTG 
GCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGAAAGGCCCCA 
GCTTGCTGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTTGAACTCTGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATAGGACCA 
TCGTTTAGTGTCGGTGGTGGAAAGATTTTTTTGGTTCAAGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCG 
GCCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGNCGCAAGCCTGATGCAGCG 
ACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACTCCTTTCGGTACCGACGAAGCCTTTTGGTGACGGTAGGTATAGAAGAAGCACCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATCCCGGGGCTTAACT 
TCGGGCGTGCAGGCGATACGGGCATTACTTGAGTGCTGTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGA 
AGGCAGGTTACTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGGTGGGCGCTAGGTGT 
GGGGACTTTTCATGGTTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGGACAGGATCGGCGCAGAGATGTGTTTTCCTTTTTGGCTTGTTCA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTGATGGTGGGGACT 
CATGAGAGCATGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTTGATACAACG 
CGATGCGAGCCTGTGAGGGTGAGCGGATCGCTTGAAAGTCAGTCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGATAACACCCGAAGCCCATGGCCCAAACCTTTTGTGGTGG 
GGAGTGGTCGAAGGTGGGATTGGCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAGAGGTTGATCCTGGCTCAGGACGAAC 
GCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAAAAGAAGCTTGCTTCGATTCGGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGT 
AGACGGGGATAACACCGAGAAATCGGTGCTAATACCGGATAACACGAAAKGYCGCATGGYCTTTCGTTGAAAGGCGGCGCAAGCTGTCGCTACAGGATGGGCCCG 
CGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGTCTTCGGATTGTAAAGCTCTGTTGTTAGG 
GAAGAACAAGTACCGCAGTAACTGGCGGTACCTTGACGGTACCTAACGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGT 
TGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAG 
TGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGG 
CGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTTACACCCTTTAGTGCTGTAGCTAA 
CGCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGAAGAACCTTACCAGGTCTTGACATCCCTTGACAACCCAAGAGATTGGGCGTTCCCCTTCGGGGGACAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTGAGTTGGGCACTCTAAGGTGACTGCCGATGACAAATCGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCAAACCCGCGAGGGGGAGCCAATCCC 
AAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTGAGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGGCAGATGATTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGC 
GGCAGGCTTAACACATGCAAGTCGAACGATGACTCTCTAGCTTGCTAGAGATGATTAGTGGCGGACGGGTGAGTAATATTTAGGAATCTGCCTAGTAGTGGGGGA 
TAGCTCGGGGAAACTCGAATTAATACCGCATACGACCTACGGGTGAAAGGGGGCGCAAGMTCTTGCTATTAGATGAGCCTAAATCAGATTAGCTAGTTGGTGGGG 
TAAAGGCCCACCAAGGCGACGATCTGTAACTGGTCTGAGAGGATGATCAGTCACACCGGAACTGAGACACGGTCCGGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGGGAGGAGAGGCTAATGGTTAATACC 
CATTAGATTAGACGTTACCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGAGTGTAGGTGGCTCATTAAGTCACATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATGTGATACTGGTGGTGCTAGAATATGTGAGAGGGAAGTAGAATTC 
CAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCTTCCTGGCATAATATTGACACTGAGATTCGAAAGCGTGGGTAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGGTCCTTGAGACTTTAGTGGCGCAGTTAACGCGATAAGTAGACCGCCTGGGGA 
GTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGA 
CATAGTGAGAATCTTTCAGAGATGAGAGAGTGCCTTCGGGAATTCACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTTTCCTTATTTGCCAGCGGGTTAAGCCGGGAACTTTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATC 
ATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCTATCGTAGTCCGGATT 
GGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTCTATTGCACCAGAAGTAGGTAGCCTAACGAAAGAGGGCGCTTACCACGGTGTGGTCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAAC 
CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAGTTTGATCCTGGCTCAGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAG 
TCGAACGCAGTCTTCGGACCGTAGTGGCGCACGGGTGAGTAACACGTAACTGACCTACCCAGAAGTCACGAATAACGGTCCGAAAGAACCGCTAATACGTGATGT 
GCTGCTCCCTCGTGGTGCATCACTAAAGGTTGATCGCTTCGGGATGGGGTTGCGTTCCATCAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGACGGATAG 
CCGGCCTGAGAGGGTGGCCGGCCACAGGGGCACTGAGACACGGGTCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCACAATGGGCGAAAGCCTGATGGAG 
CGACGCCGCGTGAGGGATGAAGGTTTTCGGATCGTAAACCTCTGAATCAGGGACGAAAGACGCCTTATGGGAGATGACGGTACCAGAGTAATAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTAGGCCGAATGGTAAGTCTGGTTTTAAAGACTGGG 
GCTCAACCTCGGGGATGGACTGGATACTGGCATTCTTGACCTCTGGAGAGATAACTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATACCAGGAGGAACACCA 
ATGGCGAAGGCAGGTTCTTGGACAGAAGGTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGATGTACGT 
TGGCTAATCGCAGGATGCTGTGATTGGCGAAGCTAACGCGATAAACGTACCGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATGCTAGGAACTTTTCAGAGATGAGAGGGTGCCCTTCGGGGAAC 


608854 Bacteria_16S 


geysericola strain GC-42 16S ribosomal RNA, partial sequence 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiph 


608854 Bacteria_16S 
subsp. socranskii 
socranskii subsp. 
608854 Bacteria_16S 


kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 


Bacteria; 
608854 Bacteria_16S 
chilensis strain 
Bacteria; 
608854 Bacteria_16S 
strain JB-A2 16S 


608854 Bacteria_16S 
acidifaciens strain 
Bacteria; 
608854 Bacteria_16S 
strain ES10.1 16S 


608854 Bacteria_16S 
sanguinis strain 


Brevibacterium. 
608854 Bacteria_16S 
strain IMMIB R-1434 


Actinobacteria; Actinoba 


608854 Bacteria_16S 
moniliformis DSM 
DSM 12112 Bacteria; 
608854 Bacteria_16S 
ATCC BAA-548 16S 


608854 Bacteria_16S 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequen 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
608854 Bacteria_16S 


hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiace 


608854 Bacteria_16S 


subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial seque 
socranskii subsp. paredis Bacteria; 


608854 Bacteria_16S 
subsp. 
socranskii subsp. 
608854 Bacteria_16S 
lecithinolyticum 
lecithinolyticum 
608854 Bacteria_16S 


ATCC 43183 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Bacteria; 
608854 Bacteria_16S 


strain NCIMB 703055 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


608854 Bacteria_16S 


YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


608854 Bacteria_16S 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brachybacterium. 
608854 Bacteria_16S 


strain E58 16S ribosomal RNA, 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


608854 Bacteria_16S 


strain JZC3 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 
608854 Bacteria_16S 


strain OMZ833 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 


Bacteroidetes; 


riboso 
Actinobacteria; Actinoba 


CF63 16 
Bacteria; Actinobacteria; 


12112 1 


977887 977864 9 


983998 983975 9 


strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; 


998076 998021 9 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


999588 999533 9 


Ch-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


1001108 1001053 9 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 


1105462 1105439 9 
A40 
Bacteroidia; 
1131201 1131147 9 


1132731 1132708 9 


1147867 1147844 9 
16S 


1156927 1156904 9 


Fusobacteria; 
1181222 1181199 9 


ribosomal RNA, partial sequence 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; 


1234094 1234039 9 


1247723 1247700 9 


1252070 1252047 9 


1253597 1253574 9 


buccale strain ATCC 35534 16S ribosomal RNA, partial seque 
buccale Bacteria; 


1264139 1264116 9 


ATCC 700332 16S ribosomal RNA, partial 
Bacteria; 


Spirochaetes; 
1295782 1295759 9 


Bacteroidia; 
1298679 1298656 9 


1326236 1326213 9 


1346147 1346124 9 


1367185 1367162 9 


1467202 1467179 9 


1522994 1522971 9 


16S ribosomal RNA, partial sequence 11046 
Bacteroidales; Bacteroidace 


mal RNA, partial sequence 
cteridae; Actinomycetales; 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
ribosomal RNA, partial sequence 


cteridae; Actinomycetales; Corynebacterin 


6S ribosomal RNA, partial sequence 
Fusobacteriales; 


Spirochaetes; 


Spirochaetes; 


Spirochaetales; 

32 gi| 219846655 
sequence 

Spirochaetales; Spirocha 

32 gi|224581415 
1295007 12963 
Bacteroidales; Bacteroidace 
32 gi| 219846893 


complete sequence 


Spirochaetaceae; Treponema. 


32 gi| 265678392 


32 gi| 265678388 


265678379 
99729 
Pis 
265678378 
99880 
Pis 
62 gi|265678377 
1000320 10017 


62 gi 


62 gi 


32 gi| 265678305 


61 gi| 253680769 
1130448 11319 
Streptosporang 

32 gi| 253680768 
11319 


Micr 


253680758 
11471 


32 gi 


32 gi|228721492 
11561 

Fusobacteriace 

32 gi|228717635 
1180467 11819 


Victivall 


62 gi| 219878266 


Actino: 
32 gi|219857449 
32 gi|219857241 


Spirochaetales; 
32 gi| 219857240 


12979 


32 gi| 219846136 
1325499 13269 
32 gi| 228720938 


32 gi| 228718799 
1366379 13679 


32 gi| 224581408 
1466484 14678 


artial seq 
Spirochaetes; Spirochaetal 


mycetales; 


eae; 


ref|NR_028694.1| Herpetosiphon 
977181 978580 Herpetosiphon 
onaceae; Herpetosiphon. 


ref|NR_028690.1| Treponema socranskii 
uence 983192 984718 Treponema 
es; Spirochaetaceae; Treponema. 
ref|NR_028681.1| Thiomicrospira 


1 998749 Thiomicrospira kuenenii 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028680.1| Thiomicrospira 

0 1000269 Thiomicrospira chilensis 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028679.1| Thiomicrospira frisia 
83 Thiomicrospira frisia Bacteria; 
iaceae; Thiomicrospira. 

ref|NR_028607.1| Bacteroides 

72 1106166 Bacteroides acidifaciens 

ae; Bacteroides. 
ref|NR_028017.1| Nocardiopsis exhalans 
04 Nocardiopsis exhalans Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_028016.1| Brevibacterium 

55 1133449 Brevibacterium sanguinis 
ococcineae; Brevibacteriaceae; 


ref|NR_028006.1| Nocardia ignorata 

15 1148603 Nocardia ignorata Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_027615.1| Streptobacillus 
511157635 Streptobacillus moniliformis 
ae; Streptobacillus. 

ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 
is. 
ref|NR_025405.1| Microbacterium 
ce 1233340 1234817 Microbacterium 
Micrococcineae; 


ref |NR_025037.1| Neochlamydia 
1246931 1248459 Neochlamydia 
Neochlamydi 
ref|NR_024869.1| Treponema socranskii 
nce 1251289 1252767 Treponema 
Spirochaetaceae; Treponema. 
ref|NR_024868.1| Treponema socranskii 
nce 1252818 1254294 Treponema 
Spirochaetaceae; Treponema. 
ref|NR_026247.1] Treponema 

1263357 1264835 Treponema 
etaceae; Treponema. 
ref|NR_027196.1| Bacteroides stercoris 
48 Bacteroides stercoris ATCC 43183 
ae; Bacteroides. 
ref|NR_026485.1| Brevibacterium avium 
19 1299312 Brevibacterium avium Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_025726.1| Nocardia alba strain 
44 Nocardia alba Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_027599.1| Brachybacterium 
82 1346861 Brachybacterium faecium DSM 
Micrococcineae; Dermabacteraceae; 


ae; 


o@ 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027189.1| Treponema putidum 
91 Treponema putidum Bacteria; 


32 gi| 219857543 
1522207 15236 


Spirochaetaceae; Treponema. 


ref|NR_025131.1] Treponema parvum 
91 Treponema parvum Bacteria; 


608854 Bacteria_16S 1565183 1565160 9 32 gi|219846059|ref|NR_025649.1| Leptotrichia 


goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

608854 Bacteria_16S 1566716 1566693 9 32 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

608854 Bacteria_16S 1568251 1568228 9 32 gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

608854 Bacteria_16S 1603538 1603515 9 32 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 


picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
608854 Bacteria_16S 1626129 1626106 9 32 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 
608854 Bacteria_16S 1697833 1697778 9 62 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
608854 Bacteria_16S 1700932 1700909 9 32 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

608854 Bacteria_16S 1754236 1754181 9 62 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
608854 Bacteria_16S 1760357 1760334 9 32 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
608854 Bacteria_16S 1761878 1761855 9 32 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
608854 Bacteria_16S 1763400 1763377 9 32 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 


608854 Bacteria_16S 1781437 1781414 9 32 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 
608854 Bacteria_16S 1807213 1807132 9 87 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 


strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
608854 Bacteria_16S 1869678 1869655 9 32 gi|219878288|ref|NR_025427.1| Glaciecola polaris 
strain LMG 21857 16S ribosomal RNA, partial sequence 1868909 1870393 Glaciecola polaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


608854 Bacteria_16S 2011677 2011622 9 62 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

608854 Bacteria_16S 2035511 2035488 9 32 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

608854 Bacteria_16S 2046422 2046399 9 32 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

608854 Bacteria_16S 2072506 2072483 9 32 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
strain ATCC 51261 16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

608854 Bacteria_16S 2193844 2193793 9 58 gi|219857603|ref|NR_025191.1| Meiothermus 


taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

608854 Bacteria_16S 2324549 2324526 9 32 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
608854 Bacteria_16S 2328966 2328911 9 62 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


ND 


608854 Bacteria_16S 2368408 2368385 9 32 gi| 219857481 |ref|NR_025069.1| Mycoplasma 


spermatophilum strain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
608854 Bacteria_16S 2394192 2394169 9 32 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 


strain Loup-1 16S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 


608854 Bacteria_16S 2492673 2492650 9 32 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
608854 Bacteria_16S 2525944 2525921 9 32 gi|219857360|ref|NR_024948.1| Campylobacter 


hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 
Campylobacter hyointestinalis subsp. lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacterales; Campylobacteraceae; Campylobacter. 
608854 Bacteria_16S 2648015 2647960 9 62 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 
608854 Bacteria_16S 2700403 2700380 9 32 gi|219857188|ref|NR_024816.1| Prevotella salivae 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
608854 Bacteria_16S 2745492 2745469 9 32 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
608854 Bacteria_16S 2781458 2781435 9 32 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
608854 Bacteria_16S 2784432 2784377 9 62 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 


608854 Bacteria_16S 2894307 2894252 9 62 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

608854 Bacteria_16S 2895802 2895747 9 62 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

608854 Bacteria_16S 2897296 2897241 9 62 gi| 219856858 |ref|NR_024677.1| Mycetocola 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 
608854 Bacteria_16S 2956443 2956388 9 62 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
608854 Bacteria_16S 2957901 2957846 9 62 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
608854 Bacteria_16S 2959362 2959307 9 62 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
608854 Bacteria_16S 2971632 2971609 9 32 gi|219846942|ref|NR_026534.1| Pseudomonas 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
608854 Bacteria_16S 2982322 2982299 9 32 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
608854 Bacteria_16S 3046119 3046096 9 32 gi| 219846891 |ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 
608854 Bacteria_16S 3068743 3068688 9 62 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
608854 Bacteria_16S 3115366 31153119 62 gi| 219846845 |ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
608854 Bacteria_16S 3116908 3116853 9 62 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 


antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


Psychromonas. 


608854 Bacteria_16S 


strain 10371 16S 
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74 Treponema amylovorum Bacteria; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Brachybacterium 

5 Brachybacterium 

coccineae; 


Brachybacterium 
0 Brachybacterium 
occineae; 


Brachybacterium 
2 Brachybacterium 


ccineae; 


Bacteroides caccae 
oides caccae Bacteria; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Arthrobacter ilicis 


ilicis Bacteria; 


, 


Arthrobacter. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


eae; Microbacteriaceae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Arcobacter 

cter nitrofigilis 
aceae; Arcobacter. 
Chlamydia trachomatis 


, 


80 Chlamydia trachomatis Bacteria; 


ref|NR_025732.1 
4112427 411388 


Brevibacterium 
5 Brevibacterium 


permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


608854 Bacteria 1 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
608854 Bacteria 1 
strain C3H-21 16S ribosomal RNA, partial sequence 


6S 4120729 4120706 9 32 


gi 


6S 4244229 4244206 9 32 


gi 


4243475 42448 


219846137 


ococcineae 
219722939 


ref|NR_025727.1 


, Br 
ref 


evibacteriac 
NR_024571.1 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
608854 Bacteria_16S 204459 204377 9 88 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

608854 Bacteria_16S 218389 218335 9 61 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

608854 Bacteria_16S 707967 707913 9 61 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

608854 Bacteria_16S 1218878 1218824 9 61 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

608854 Bacteria_16S 2588045 2587991 9 61 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

608854 Bacteria_16S 2970091 2970037 9 61 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

608854 Bacteria_16S 509699 509646 12 63 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

608854 Bacteria_16S 529493 529440 9 60 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

608854 Bacteria_16S 626548 626491 9 64 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

608854 Bacteria_16S 1259633 1259580 9 60 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

608854 Bacteria_16S 1782934 1782913 11 32 gi|219878348|ref|NR_025487.1| Sneathia sanguinegens 
strain CCUG 41628 16S ribosomal RNA, partial sequence 1782175 1783536 Sneathia sanguinegens 
Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Sneathia. 

608854 Bacteria_16S 3146872 3146819 9 60 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

608854 Bacteria_16S 3166746 3166693 9 60 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
608854 Bacteria_16S 3168263 3168210 9 60 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
608854 Bacteria_16S 3169779 3169726 9 60 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
608854 Bacteria_16S 3171296 3171243 9 60 gi| 219846807 |ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

608854 Bacteria_16S 3676536 3676481 9 62 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

608854 Bacteria_16S 3736421 3736332 9 94 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 


strain IFO 14097 


16S ribosomal RNA, partial sequence 3735706 37371 


ineae; Streptosp 
ref|NR_025938.1 

3823071 382454 
asteurellales; P 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
608854 Bacteria_16S 3823873 3823833 9 47 gi| 219846347 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; P 
Haemophilus. 

608854 Bacteria_16S 12713 12661 9 59 gi|265679055 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 


Spirochaetes; 


Spirochaetales; Brachyspiraceae; Brachyspira. 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Haemophilus 

7 Haemophilus 
asteurellaceae; 


ref|NR_029363.1 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


608854 Bacteria_16S 70358 70338 74 94 gi| 265679017 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ve 
608854 Bacteria_16S 483394 483374 74 94 gi| 265678729 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistal 
608854 Bacteria_16S 693319 693263 9 63 gi| 265678587 
strain IS1B 16S ribosomal RNA, partial sequence 692571 69404 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 
608854 Bacteria_16S 805118 805030 9 94 gi| 265678509 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 80579 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglo 
608854 Bacteria_16S 2351489 2351469 74 94 gi| 219857493 
marinus strain srl2 16S ribosomal RNA, partial sequence 23507 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistace 
608854 Bacteria_16S 2357717 2357629 9 94 gi|219857489 
strain ATCC 49929 16S ribosomal RNA, partial sequence 23569 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Propioniferax. 

608854 Bacteria_16S 2790549 2790497 9 59 gi| 219857123 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 27912 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
608854 Bacteria_16S 3957059 39569719 94 gi|219846254 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 39562 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 
608854 Bacteria_16S 4197347 4197327 74 94 gi| 219846077 
strain G2 16S ribosomal RNA, partial sequence 4196627 41980 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

608854 Fungi_16S 770 682 9 94 gi| 265678352 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
608854 Fungi _16S 2279 2191 9 94 gi| 265678351 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
608854 Fungi_16S 3817 3729 9 94 gi| 265678350 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
608854 Fungi_16S 5377 5289 9 94 gi| 265678349 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
608854 Fungi_16S 6933 6845 9 94 gi| 265678348 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
608854 Fungi_16S 8435 8347 9 94 gi| 265678342 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
608854 Fungi_16S 11402 11314 9 94 gi| 219857175 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Nocardiaceae; Nocardia. 

608854 Fungi_16S 9921 9866 9 62 gi| 219857197 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
615048 Bacteria_16S 1845140 1845250 16 125 gi| 219878305 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
615048 Bacteria_16S 2017259 2017369 16 125 gi| 219878184 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 20182 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
615048 Bacteria_16S 2018731 2018841 16 125 gi| 219878183 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 20197 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
615048 Bacteria_16S 2020203 2020313 16 125 gi| 219878182 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rh 
Maricaulis. 

615048 Bacteria_16S 3953793 3953903 16 125 gi| 219846256 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
615048 Bacteria_16S 3955232 3955342 16 125 gi|219846255 
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ribosomal RNA, partial sequence 


ref 
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ref 


es; 
ref 
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ioni 
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ref 


ref 


ref 
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ref 
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eae; 
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eae; 
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ref 


eae; 
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myce 
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hodo. 
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nellaceae; S 
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NR_025081.1 


96 2352265 Dethio 


Dethiosulfov 
NR_025077.1 

O° 
bacterineae; 


NR_024751.1 


NR_025844.1 
g 


NR_025667.1 


NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_024803.1 
12137 

Cory 


tales; n 


NR_024825.1 


Nocardiacea 
NR_025444.1 
; Maricauli 
NR_025323.1 
; Maricauli 
NR_025322.1 
; Maricaulis 
NR_025321.1 
3 
acterales; H 
NR_025846.1 

Vv 
bacteraceae; 


Schwartzia 
Schwartzia 
chwartzia. 
Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 
Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


Anaeroglobus geminatus 


1 Anaeroglobus geminatus Bacteria; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Hydrogenobaculum 
enobaculum acidophilum 


Anoxybacillus gonensis 
gonensis Bacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Ss. 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
s. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 


NR_025845.1 


Rhodovulum strictum 


3954838 3956224 Rhodovulum strictum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


strain 3-p 16S ri 


615048 Bacteria_16S 


742956 743065 17 125 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


centenum strain I 
centenum Bacteria 


Rhodospirillum. 


strain Benl104 16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


1969609 1969718 17 125 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


3977491 3977600 17 125 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


v 


251715 251825 16 125 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


strain Illinois 1 


615048 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


306075 306185 16 125 


gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
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Alphaproteobacter 
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6 
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615048 Bacteria_16S 
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615048 Bacteria_16S 
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15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


350322 350432 16 125 


gi 
ia; Rhodobacterales; Rhodobacteraceae; 

351755 351865 16 125 gi 
ribosomal RNA, partial sequence 


363633 363743 16 125 gi 
FailI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
372564 372674 16 125 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


381710 381820 16 125 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


438888 438998 16 125 


gi 


476976 477086 16 125 


gi 
ia; Rhodobacterales; Rhodobacteraceae; 

583825 583935 16 125 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


1067620 1067730 16 125 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1407426 1407536 16 125 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1955967 1956077 16 125 
ibosomal RNA, partial sequence 

lphaproteobacteria; Sphingomonadales; 
2151114 2151224 16 125 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

2152578 2152688 16 125 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


gi 


2158577 2158687 16 125 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


2334762 2334872 16 125 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 


gi 


6 


15048 Bacteria_16S 


2336167 2336277 16 125 gi 


742578 74395 


251300 25272 


somal RNA, partial sequence 349928 351312 Parac 


351363 35277 
roteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
15048 Bacteria_16S 


6S ribosomal RNA, partial sequence 438478 43991 
roteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
15048 Bacteria_16S 


1212 16S ribosomal RNA, partial sequence 476563 478023 Parac 


Sphingomonadales; 


1955571 19570 
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equence 
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265678823 
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quence 
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sequence 
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265678733 
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hodobacter 
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3977072 397838 
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Ss. 

ref |NR_029128.1 
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ref|NR_029117.1 
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ref|NR_029105.1 
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ref |NR_025222.1 
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ref 
eque 
Rho 
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nce 215819 
dobacterales 


ref |NR_025093.1 


aceae; Paracoccu 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Roseinatronobacte 


Yr. 


ref|NR_025092.1 
2335756 233710 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Azospirillum 

3 Azospirillum 

odospirillaceae; 


Rhodospirillum 
6 Rhodospirillum 


irillaceae; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Neorickettsia risticii 
risticii Bacteria; 
a. 
Paracoccus kocurii 
cteria; Proteobacteria; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Parvibaculum 
Parvibaculum 


obacteriaceae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Paracoccus 
Paracoccus 
obacteraceae; 


Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Albidovulum 

1 Albidovulum 

obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


’ 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Roseinatronobacter 
2 Roseinatronobacter 


strain LBB1 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
15048 Bacteria_16S 


6 
strain hl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
615048 Bacteria_16S 


strain IM1 16S ri 


615048 Bacteria_16S 


2340679 2340789 16 125 
ibosomal RNA, partial sequence 


gi 


2630845 2630955 16 
osomal RNA, partial sequence 


125 gi 


2662554 2662664 16 125 
bosomal RNA, partial sequence 


gi 


2340265 23417 


2630432 26317 


2662145 26634 


219857501 


hodobacter 
219857238 


hodobacter 
219857215 


ref|NR_025089.1 
aceae; Rhodobac 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_024843.1 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
a. 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 
15048 Bacteria_16S 2925932 2926042 16 125 gi|219856839|ref|NR_024658.1| Paracoccus 
arotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
arotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
aracoccus. 
15048 Bacteria_16S 3025918 3026028 16 125 gi|219846906|ref|NR_026498.1| Phenylobacterium 
mmobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
acteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
15048 Bacteria_16S 3075884 3075994 16 125 gi|219846871|ref|NR_026463.1| Rhizobium undicola 


train ORS 992 16 


antotrophus stra 
antotrophus Bact 
aracoccus. 


NHVSOGADVHADOEHEAVAAD 


denitrificans str 
denitrificans Bac 
Paracoccus. 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 
6 
strain LMG 2142 1 


thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


615048 Bacteria_16S 


strain DM-82 16S 
Proteobacteria; A 


615048 Bacteria_16S 


strain IAM 13153 
Proteobacteria; A 


615048 Bacteria_16S 


strain AU476 16S 
roteobacteria; A 


P 
6 
floricola strain 
Bacteria; Proteob 
6 
strain NCIMB 1176 
Bacteria; Proteob 


615048 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


615048 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 
6 
AS145 16S ribosom 
Alphaproteobacter 


615048 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


615048 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


15048 Bacteria_16S 


615048 Bacteria_16S 


RB16-17 16S ribosomal RNA, partial seq 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


S ribosomal RNA, partial sequence 


roteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
15048 Bacteria_16S 


3085101 3085211 16 125 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
3086546 3086656 16 


125 gi 


teria; Proteobacteria; Alphaproteobact 


3197034 3197144 16 125 gi 
a; Proteobacteria; Alphaproteobacteria 


3261812 3261922 16 125 gi 
Sphingomonadales; 
3936150 3936260 16 125 gi 
in THI 011 16S ribosomal RNA, partial 


eria; Proteobacteria; Alphaproteobacte 


3937584 3937694 16 125 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3976002 3976112 16 125 gi 
16S ribosomal RNA, complete sequence 

lphaproteobacteria; Rhizobiales; Bruce 
464828 464937 17 125 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

2695421 2695530 17 125 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3968757 3968866 17 125 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1149108 1149216 18 125 gi 
ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
847544 847654 16 125 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
3788498 3788605 16 122 gi 
al RNA, partial sequence 
ia; Rickettsiales; Anaplasmataceae; Eh 
233140 233250 16 125 gi 
n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


gi 


253190 253300 16 125 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


6 
strain 166 16S ri 


15048 Bacteria_16S 


260544 260654 16 125 
bosomal RNA, partial sequence 


gi 


3075492 30769 


ain 381 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
615048 Bacteria_16S 


3937190 39385 


464412 46582 


1148654 11501 


3788062 3789489 Ehrli 


biaceae; R 
219846865 
al sequenc 
ria; Rhodo 


219846864 
uence 
eria; Rhod 
219846790 
uence 


219846746 


Sphingomon 
219846268 
sequence 

ria; Rhodo 


219846267 


hodobacter 
219846241 
39756 
llaceae; M 
265678741 


Rhodospiri 
219857191 
nce 26950 
rillales; 
219846246 
39683 
rillales; 
253680757 


Geovibrio 
265678481 
nce 84713 
terales; R 
219846371 


rlichia. 
265678907 
uence 

ia; Rhodob 


265678893 
quence 
ia; Rhodob 


Sphingomonad 


hizobium/Agrobac 
ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


NR_026456.1 
5 
terales; fe) 
ref|NR_026382.1 
196654 319807 


ales; Sphing 


ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref|NR_025858.1 

3935756 393713 
bacterales; Rhod 
ref|NR_025857.1 
aceae; Paracoccu 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref |NR_029046.1 


llaceae; Inquili 
ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_028005.1 


ref|NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_025962.1 
chia muris Bacte 


ref|NR_029215.1 
232719 234184 
acterales; Rhodo 


ref|NR_029201.1 
252777 254201 
acterales; Rhodo 


265678887 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Paracoccus 

1 Paracoccus 

obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Sandaracinobacter 
0 Sandaracinobacter 


omonadaceae; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Paracoccus 

9 Paracoccus 

obacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Mycoplana bullata 
ana bullata Bacteria; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Saccharibacter 
ribacter floricola 
Saccharibacter. 
Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Geovibrio thiophilus 


, 


27 Geovibrio thiophilus Bacteria; 


Paracoccus 

ccus kondratievae 
Paracoccus. 

Ehrlichia muris strain 
ria; Proteobacteria; 


Rhodobacter 
Rhodobacter 
bacteraceae; 


Amaricoccus 
Amaricoccus 
bacteraceae; 


ref |NR_029195.1 


Rhizobium hainanense 


260171 261540 Rhizobium hainanense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


615048 Bacteria_16S 


272635 272745 16 


CFN 42 16S ribosomal RNA, partial sequence 


Alphaproteobacteria; 
615048 Bacteria_16S 
aurantiaca strain 
Bacteria; 
615048 Bacteria_16S 


Rhizobiales; 
697512 697622 16 


715329 715439 16 


Rhizobiaceae; 


125 


272240 273697 Rhizobium etli Bacteria; 
Rhizobium/Agrobac 


125 


125 


strain TH-3 16S ribosomal RNA, partial sequence 


gi 


gi 


CB-R 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


gi 


714920 71638 


265678878 


265678584 
69711 


265678571 


ref|NR_029184.1 


ref 


NR_028889.1 


ref |NR_028876.1 


Rhizobium etli strain 
Proteobacteria; 


terium group; Rhizobium. 


Brevundimonas 


8 698533 Brevundimonas aurantiaca 


Brevundimonas. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

615048 Bacteria_16S 720028 720138 16 125 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 

615048 Bacteria_16S 767852 767962 16 125 gi|265678534|ref|NR_028838.1| Devosia neptuniae 


strain J1 16S ribosomal RNA, partial sequence 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 
strain W1-2B 16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


Alphaproteobacteria; 
615048 Bacteria_16S 


witflariensis strain W-50 16S ribosomal RNA, partial sequence 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 
615048 Bacteria_16S 


15048 Bacteria_16S 


nga ns BS 


15048 Bacteria_16S 


793988 794098 16 


1025040 1025150 16 


1069122 1069232 16 


1077923 1078033 16 


1083898 1084008 16 


Sphingomonadales; 
1141491 1141601 16 


1238337 1238447 16 


1239853 1239963 16 


1413487 1413597 16 


125 


125 


strain SH22623 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 


125 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 


125 


125 


125 


125 


125 


125 


strain S-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


615048 Bacteria_16S 


1486632 1486742 16 


125 


strain SO2 16S ribosomal RNA, partial sequence 


615048 Bacteria_16S 
strain USDA 9030 


615048 Bacteria_16S 
americanum strain 


615048 Bacteria_16S 
strain ATCC 15260 


615048 Bacteria_16S 
strain ATCC 15257 
Bacteria; 
615048 Bacteria_16S 
strain ATCC 15253 


15048 Bacteria_16S 


itratireductor. 
15048 Bacteria_16S 


1503097 1503207 16 


1580016 1580126 16 


Sinorhizobium. 
2015769 2015879 16 


2021675 2021785 16 


2023164 2023274 16 


2098045 2098155 16 


2244970 2245080 16 


125 


125 


125 


125 


125 


125 


125 


767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 


gi 


strain CCBAU 7190B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 


gi 


1024681 10260 


gi 


1068707 10701 


gi 


strain DAPP-PG 224 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


gi 


strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadaceae; 


gi 


gi 


iigataensis strain DSM7050 16S ribosomal RNA, partial 
iigataensis Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


minovorans strain DSM7048 16S ribosomal RNA, partial sequence 
minovorans Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


1413085 14145 
Sphingomonadales; 


gi 


1486230 14876 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 


gi 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 


gi 


CFNEI 156 16S ribosomal RNA, partial 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; 
Sinorhizobium/Ensifer group; 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobac 


gi 


16S ribosomal RNA, partial sequence 
roteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 


gi 


P 
6 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 
N 
6 


gi 


strain CCBAU 71042 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 


Rhizobium. 


265678516 
79361 


265678361 


265678331 


265678324 
10775 
Sphingomon 
265678320 


Sphingo 
253680762 


Sphi 


219878163 
sequence 
Rhizo 
219878162 


Rhizob 
224581449 


Sphingomon 
219857235 


219846475 


219878491 
sequence 
Rhizobi 


219878185 
20153 
Sphingomon 
219878181 
20212 
terales; C 
219878180 
20227 


219878123 


Rhizo 


ae; Devosia. 
ref|NR_028819.1 
1 794989 Rhizob 


ref|NR_028663.1 


ref |NR_028633.1 
33 Brevundimonas 
aceae; 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028010.1 

1141076 114255 
ngomonadales; Sp 


ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref |NR_027233.1 


adaceae; Sphingo 
ref |NR_024863.1 


hizobium/Agrobac 
ref |NR_026067.1 


hizobium/Agrobac 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


ref|NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025262.1 
2097632 209908 
biales; Phylloba 


219857569 


4 Devosia neptuniae Bacteria; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingobium amiense 
acteria; Proteobacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Nitratireductor 

7 Nitratireductor 
cteriaceae; 


ref|NR_025157.1 


Rhizobium indigoferae 


2244578 2245989 Rhizobium indigoferae 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
15048 Bacteria_16S 


6 
strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
615048 Bacteria_16S 


strain N2 16S rib 


615048 Bacteria_16S 


2460642 2460752 16 125 
ribosomal RNA, partial sequence 


2965181 2965291 16 125 
bosomal RNA, partial sequence 


3107493 3107603 16 
osomal RNA, 


125 
complete sequence 


Sphingomonadales; 


Sphingomonadales; 


gi|219857409 
2460248 24616 
Sphingomon 
gi| 219856812 
2964771 29662 
Sphingomon 
gi|219846850 
3107102 31085 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


apsulatus strain 
acteria; Proteob 


NnWAD 


strain LMG 7837 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Sinorhizobium. 
6 
strain H152 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
615048 Bacteria_16S 


strain Karp 16S r 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 
615048 Bacteria_16S 


strain BN 126 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
15048 Bacteria_16S 


6 
strain gal 1261 1 


P 
6 
haeundaensis stra 
haeundaensis Bact 
Paracoccus. 

6 
subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


strain 5424 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
15048 Bacteria_16S 
m strain Medalle X 16S ribosomal RNA, 
m Bacteria; Actinobacteria; Actinobacteridae; Ac 


6 
tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


entanii strain LT 
Bacteria; Proteob 
6 
strain MDA5527 16 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
615048 Bacteria_16S 


strain DSM 5901 1 


6 
DSM 5900 16S ribo 
Alphaproteobacter 


6 
alexandrii strain 
alexandrii Bacter 
6 
europaeus strain 

Bacteria; Proteob 


intermedius strai 
Bacteria; Proteob 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


3577289 3577399 16 
216 16S ribosomal RNA, 


125 


3603388 3603498 16 125 


3656289 3656399 16 125 
ibosomal RNA, partial sequence 


3934659 3934769 16 125 
ibosomal RNA, partial sequence 


3940476 3940586 16 125 
ribosomal RNA, partial sequence 


3980153 3980263 16 125 


4134113 4134223 16 125 


431080 431189 17 125 


448071 448180 17 125 
ibosomal RNA, partial sequence 


573337 573442 18 122 


e; Corynebacterium. 


667202 667311 17 125 


741461 741570 17 125 
S ribosomal RNA, partial sequence 


1647103 1647212 17 125 


1648600 1648709 17 125 
1828250 1828343 33 125 
3003413 3003522 17 125 


3118096 3118205 17 
n TF2 16S ribosomal RNA, 


125 
3434410 3434515 18 122 


e; Corynebacterium. 
3553070 3553179 17 


125 


complete sequence 
acteria; Alphaproteobacteria; Rhizobiales; 


H4560 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 


DES11 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 


219846524 
35769 


gi 


gi|219846504 


6S ribosomal RNA, partial sequence 3602996 36044 


s 


gi|219846467 
3655877 36573 


gi|219846270 
3934247 39357 


gi|219846265 
3940082 39414 


gi| 219846238 


6S ribosomal RNA, partial sequence 3979744 39812 
roteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
15048 Bacteria_16S 
in BC74171 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


219846124 
sequence 
Rhodo 


gi 


265678767 
sequence 


gi 


Rhodo 
gi| 265678756 
447654 44913 


Acetobacte 
265678670 
partial se 


gi 


265678604 
66678 


gi 


gi| 265678553 
741046 74252 
Acetobacte 


gi| 219878444 


6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
15048 Bacteria_16S 


Acetobacte 


gi|219878443 


somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae; 


Stella. 


gi| 219878317 


C116-18 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 
15048 Bacteria_16S 


Rhodoba 
219846921 
30029 


gi 


gi| 219846843 


complete sequence 31176 
acteria; Alphaproteobacteria; Rhodospirillales; 
615048 Bacteria_16S 
CC 29592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


gi| 219846620 


219846541 


gi 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter 


Bradyrhizobiaceae; 


Afifella. 


ref |NR_024997.1 
89 Sphingomonas 
adaceae; 
ref |NR_024631.1 
22 Sphingopyxis 
adaceae; 
ref |NR_026442.1 
15 Rhodovulum ro 
aceae; 
ref|NR_026116.1 


ref|NR_026096.1 
32 Sinorhizobium 


ref|NR_026059.1 
53 Rhizobium gia 


ref|NR_025860.1 
05 Orientia tsut 


ref|NR_025855.1 
71 Afifella mari 


ref |NR_025828.1 
09 Rhizobium gal 


ref|NR_025714.1 


rs 


bacterales; 


ref |NR_029072.1 
430661 43214 


ref|NR_029061.1 
5 Roseomonas gi 


tinomycetales; 


ref |NR_028909.1 


ref|NR_028857.1 
7 Roseomonas mu 
raceae; 
ref|NR_025583.1 
52 Stella vacuol 
raceae; Stella. 
ref|NR_025582.1 


ref|NR_025456.1 

1827843 18292 
cterales; 
ref|NR_026513.1 


ref |NR_026435.1 


NR_026212.1 
3433993 34353 
es; 


ref 


NR_026133.1 


Rickettsieae; 


133716 413512 
Rhodobacteraceae; 


5 
spirillales; Acetobacteraceae; 


a humosa Bacteria; 


6 
Hyphomonadaceae; 


7 
Corynebacterineae; 


Sphingomonas aquatilis 
aquatilis Bacteria; 


Sphingomonas. 


Sphingopyxis chilensis 
chilensis Bacteria; 


Sphingopyxis. 


Rhodovulum robiginosum 
biginosum Bacteria; 


Rhodovulum. 


Blastobacter 


05 3578325 Blastobacter capsulatus 
Blastobacter. 


Sinorhizobium saheli 
saheli Bacteria; 


inorhizobium/Ensifer group; 


Rhizobium giardinii 
rdinii Bacteria; 


Rhizobium/Agrobacterium group; Rhizobium. 


Orientia tsutsugamushi 
sugamushi Bacteria; 
Orientia. 

Rhodobium marinum 

na Bacteria; 


Rhizobium galegae 
egae Bacteria; 


Rhizobium/Agrobacterium group; Rhizobium. 


Paracoccus 
3 Paracoccus 


Roseomonas gilardii 
Roseomonas gilardii 


Roseomonas gilardii 
lardii Bacteria; 


raceae; Roseomonas. 
ref|NR_028975.1| Corynebacterium 
quence 572888 574399 Corynebacterium 


Corynebacterineae; 


Gluconacetobacter 


6 668269 Gluconacetobacter entanii 
Acetobacteraceae; 


Gluconacetobacter. 
Roseomonas mucosa 
cosa Bacteria; 


Roseomonas. 


Stella vacuolata 
ata Bacteria; 


Stella humosa strain 
Proteobacteria; 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Gluconacetobacter 
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Gluconacetobacter. 
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Gluconacetobacter. 
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3 Corynebacterium 


Gluconacetobacter 
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CTAGACACAGGGGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCATTGAGTTGG 
GCACTCTAGAGGGACTGCCTATGAAAGTAGGAGGAAGGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGTCCTGGGCTACACACGTGCTACAATGGGCAGGAC 
AACGCGCAGCCAACTTGCGAGAGTGAGCGAATCGCTAAAACCTGTCCCCAGTTCAGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGC 
GGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTAAATTGCAGTTGAAACCGCCGGGAGCTTCACGGCAGGCG 
TCTAGGCTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAACAC 
ATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGGATAGGACCTTTAGGCGCATGTCTTTAGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTA 
CCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGGTTCGGGTTTTCTCGGATTGACGGTAG 
GTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGT 
CGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATG 
CGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTC 
TAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGT 
CTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGG 
CTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACC 
CCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACC 
CGAAGCCAGTGGCCTAACCCTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNTGGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACACCGGGAAACCGGTGCTAATA 
CCGGATAATCCTTTTCCTCTCATGAGGAAAAGCTGAAAGTCGGTTTCGGCTGACACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCA 
CCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAAT 
GGACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTT 
GACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGG 
CGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCG 
GTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGC 
AAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGA 
CACTCCTAGAGATAGGACGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCAAGACCGCGAGGTTTAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCA 
ACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTG 
TAACACCCGAAGTCGGTGGGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGAATGCTTTACACATGCAAGTCGAGCG 
GCAGCGCGGGGTAACCTGGCGGCGAGCGGCGAACGGGTGAGTAATACATCGGAACGTGCCCAGATGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATG 
TGATCTGTGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCATTTGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGGTAAAGGCTTACCAAGCCTACGATCTG 
TAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATC 
CAGCCATTCCGCGTGCAGGATGAAGGCCCTCGGGTTGTAAACTGCTTTTGTCAGGACGAAAGGTTTCCTCTAATACAGGGAGCTCATGACGGTACCTGAAGAATA 
AGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGATGTAAGACAGTT 
GTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGTGACTGCATCGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATG 
CGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCT 
AAACAGTGTCAACTGGTTGTTGGGAATTTACTTTCTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAATCCTTTAGAGATAGAGGAG 
TGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAAGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTG 
CTACATTTAGTTGAGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTGGGGCTACACACGTCA 
TACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGA 
ATCGCTAGTAATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCT 
TTACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGTGTAGCAATACATAGTGGCG 
CACGGGTGCGTAACACGTATGCAACCTACCTTATACTTAGGGATAGCCTTTGGAAACGGAGATTAATACCTAATAGMACATTAGACTGGCATCRGTTRTATGTTA 
AAGATTTATTGGTATAAGATGGGCATGCGTCCAATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACGATGATTGGTAGGGGAACTGAGAGGTTAATCCCCCAC 
ACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCCATGCCGCGTGCAGGATGAAGGCG 
TTATGCGTTGTAAACTGCTTTTATATAGGAAGAAACAGACCTTGCGAGGTAAATTGACGGTACTATATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTTATTAAGTCAGTGGTGAAAGACGGTCGCTCAACGATTGCAGTGCC 
ATTGATACTGGTAGACTTGAGTATGATTGAGGTAGCTGGAATGGATAGTGTAGCGGTGAAATGCATAGATATTATCCAGAACACCAATTGCGTAGGCAAGTTACT 
AAGTCATAACTGACGCTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACGATGATAACTAACTGTTGGCTTTCGGGT 
CAGTGGTACAGAGAAATCGTTAAGTTATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGATACGCGAGGAACCTTACCTAGGCTAGAATGTGAAGGAATGTATCAGAAATGGTGCAGTCAGCAATGACCTGAAACAAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTGTTAGTTGCCATCAGGTAATGCTGGGAACTCTAACAAGACTGCCTACG 
CAAGTAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCAACACACGTGCTACAATGGACGGTACAGCAGGTCGCTATGTGGTAACA 
CAATGCCAATCTTGAAAGCCGTTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCTATGAAGCTGGAATCGCTAGTAATCGGATATCAGCTATGATCCGGTGAAT 
ACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGAAAGTCTGGTAGACCTAAAGCTGGTTTTCAAACGGCCAGTTAGGGTAGAACAGGTAATTGGGGCTA 
AGTCGTAACAAGGTAACCCGTACCGGAAGGTGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGAGTGAACGCTGG 
CGGCGTGCTTAACACATGCAAGTCGAGGGGCAGCAGGAGGAAACTTCGGTTTCCTTGCTGGCGACCGGCGGACGGGTGAGTAACACGTAGCTACTTACCCCACAG 
TGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATATACCCGAGAGGGGAAAGGCCTTTAAGGTCGCTGTGGGATAGGGCTGCGGCGTATCAGGTAGTTGGT 
GGGGTAAAGGCCTACCAAGCCGATGACGCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGCCCTTCGGGGTGTAAACTCCTTTTGCAGGGGAAGAGCGAGACGGTACCCT 
GCGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGAGCGAGCGTTACTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCTTAGTAA 
GTTGGGAGTGAAATCCCACGGCTCAACCGTGGAACTGCTTCCAAAACTGCTAAGCTAGAGTCCGGGAGGGGCCGAGGGAATTCCTGGTGTAGGGGTGAAATCCGT 
AGAGATCAGGAGGAATGCCGAAAGCGAAGGCGCTCGGCTGGAACGGAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCCTAAACGATGGCTACTAGTGGTTGGGGGGACAGTCCTTCAGTCACGCAGCTAACGCGATAAGTAGCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTC 
AAAGGAATAGACGGGGACCCGAACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTGGGCTTGACATCCCGAGAACTTCCCAGAGAT 
GGGAGGGTGCCCCTTTTTAGGGGAGCTCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCT 
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615048 Bacteria_16S 3800560 3800655 31 125 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium ciceri Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

615048 Bacteria_16S 3898300 3898395 31 125 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

615048 Bacteria_16S 3967268 3967363 31 125 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

615048 Bacteria_16S 3970220 3970315 31 125 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
615048 Bacteria_16S 4994 5104 16 125 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

615048 Bacteria_16S 6456 6566 16 125 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

615048 Bacteria_16S 7913 8023 16 125 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

615048 Bacteria_16S 62554 62664 16 125 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
615048 Bacteria_16S 67088 67198 16 125 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

615048 Bacteria_16S 250233 250291 16 74 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

615048 Bacteria_16S 318164 318274 16 125 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
615048 Bacteria_16S 353217 353275 16 74 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

615048 Bacteria_16S 354676 354734 16 74 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

615048 Bacteria_16S 356153 356263 16 125 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

615048 Bacteria_16S 357583 357693 16 125 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

615048 Bacteria_16S 415745 415855 16 125 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
615048 Bacteria_16S 592823 592933 16 125 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
615048 Bacteria_16S 649249 649359 16 125 gi| 265678618 |ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

615048 Bacteria_16S 677920 678030 16 125 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

615048 Bacteria_16S 679365 679475 16 125 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
615048 Bacteria_16S 833860 833970 16 125 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 

615048 Bacteria_16S 835362 835472 16 125 gi|265678489|ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 
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56 Ochrobactrum 
chrobactrum. 


ref|NR_025889.1 


ie} 


Bartonella. 
ref|NR_025856.1 

3938625 394003 
ales; Methylobac 


’ 


i la 
ref |NR_025838.1 

3965346 396678 
omonadales; Sphin 
ref |NR_025832.1 

3974188 397555 
ales; Rhizobiace 


i , 
ref|NR_025818.1 
85 Erythrobacter 
cteraceae; Erythr 
7 


omonadales; h 


NR_025816.1 
3997630 399906 


gomonadales; Eryt 


ref|NR_025814.1 

4000552 400199 
omonadales; Sphin 
ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref |NR_029062.1 


5 


eraceae; Roseomon 
ref |NR_028983.1 
560822 562307 


dospirillales; Ac 


ref |NR_028936.1 


illaceae; Roseosp 
ref|NR_027605.1 
1339181 134062 


Methylocella palustris 
s Bacteria; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Hyphomicrobium 

1 Hyphomicrobium 

biaceae; Hyphomicrobium. 
Hyphomicrobium 

6 Hyphomicrobium 

obiaceae; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Xanthobacter 
bacter autotrophicus 
nthobacter. 
Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Methylobacterium 
1 Methylobacterium 
teriaceae; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Agrobacterium 
6 Agrobacterium 
ae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Magnetospirillum 
3 Magnetospirillum 


gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 


615048 Bacteria_16S 1353350 1353459 17 125 gi|228720330|ref|NR_027591.1 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 135441 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirilla 
Gluconacetobacter. 

615048 Bacteria_16S 1500214 1500319 18 122 gi|219846622|ref|NR_026214.1 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequ 


Corynebacterium afermentans subsp. 


afermentans Bacteria; Actinobacteria; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 

615048 Bacteria_16S 1953069 1953174 18 122 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

615048 Bacteria_16S 2012856 2012949 33 125 gi| 219878187 |ref|NR_025326.1| Hyphomonas 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
615048 Bacteria_16S 2154040 2154149 17 125 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

615048 Bacteria_16S 2508967 2509076 17 125 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

615048 Bacteria_16S 2709111 2709220 17 125 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

615048 Bacteria_16S 2761474 2761583 17 125 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

615048 Bacteria_16S 2809715 2809824 17 125 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

615048 Bacteria_16S 2824761 2824870 17 125 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

615048 Bacteria_16S 2883500 2883613 13 125 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

615048 Bacteria_16S 3175542 3175647 18 122 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

615048 Bacteria_16S 3198516 3198625 17 125 gi|219846789|ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

615048 Bacteria_16S 3418308 3418417 17 125 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

615048 Bacteria_16S 3554601 3554710 17 125 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

615048 Bacteria_16S 3574279 3574388 17 125 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

615048 Bacteria_16S 3580222 3580331 17 125 gi|219846522|ref|NR_026114.1]| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

615048 Bacteria_16S 1974 2082 18 125 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

615048 Bacteria_16S 58018 58126 18 125 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

615048 Bacteria_16S 118736 118844 18 125 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 


cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonospora 


ceae; Cellulosimicrobium. 


118321 119772 


Cellulosimicrobium 


615048 Bacteria_16S 


615048 Bacteria_16S 


123327 123435 18 
strain CE40 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
136944 137052 18 


125 


125 


strain 27 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
138503 138611 18 


615048 Bacteria_16S 


125 


strain ST26 16S ribosomal RNA, partial sequence 


6 


Actinobacteria; Actinobacteridae; Actinomycetales; 


15048 Bacteria_16S 


140032 140140 18 


125 


strain ST50 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


6 


15048 Bacteria_16S 


397031 397139 18 


125 


xylanilytica strain XIL11 


Cellulomonadaceae; 
615048 Bacteria_16S 
hebeiensis strain 


Streptomycetaceae; 
615048 Bacteria_16S 


16S ribosomal RNA, 


125 


125 


strain A288 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
615048 Bacteria_16S 
strain XILO8 16S 


Xylanibacterium. 
615048 Bacteria_16S 


406326 406434 18 
ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


469335 469443 18 


125 
complete sequence 


125 


strain A10 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
615048 Bacteria_16S 


Streptomycetaceae; 
615048 Bacteria_16S 
impatiens strain 
Bacteria; 
Saccharospirillum. 
615048 Bacteria_16S 


553553 553661 18 
flavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae 
Streptomyces. 

604848 604956 18 
EL-105 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Oceanosp 


627812 627868 18 


125 


125 


74 


strain M11 16S ribosomal RNA, partial sequence 


Proteobacteria; 
615048 Bacteria_16S 
strain CMS90 16S 


615048 Bacteria_16S 


Gammaproteobacteria; Enterobacteriales; 
646230 646338 18 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
647761 647869 18 


125 


125 


complete s 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae 
Cellulomonas. 

403226 403334 18 
YIM 001 16S ribosomal RNA, partial se 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

404769 404877 18 


gi 


122905 124298 Cellulomonas 
ococcineae; 


Micr 
gi 


265678980 


265678971 


Cellulomonas hominis 
hominis Bacteria; 
Cellulomonadaceae; Cellulomonas. 
NR_029279.1| Oerskovia turbata 


ref|NR_029288.1 


ref 


136495 138004 Oerskovia turbata Bacteria; 


Micr 
gi 


265678970 


138055 13953 


Micr 
gi 


139582 141058 Sanguibacter 


Micr 
gi 


gi 


gi 


404351 405830 Actinomadura 
ptosporangineae; 


Stre 


gi 


ococcineae; 
265678969 


265678786 
quence 


265678785 


265678784 


ococcineae; 


Oerskovia. 
Sanguibacter suarezii 
suarezii Bacteria; 


Cellulomonadaceae; 
ref |NR_029278.1 
1 Sanguibacter 


Sa 


nguibacteraceae; 


ref|NR_029277.1 


Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


; Actinomycetales; 


Actinomycetales; 


ococcineae; Sanguibacteraceae; Sanguibacter. 
265678790 |ref|NR_029095.1] Cellulomonas 
equence 396579 398094 Cellulomonas 


Micrococcineae; 


ref|NR_029091.1 
402781 404300 


Streptomyces 
Streptomyces 
Streptomycineae; 
ref|NR_029090.1| Actinomadura meyerae 
meyerae Bacteria; 
Thermomonosporaceae; 

ref 


NR_029089.1| Xylanibacterium ulmi 


405881 407393 Xylanibacterium ulmi Bacteria; 


Micr 


gi 


468944 470395 Actinomadura 
ptosporangineae; 


Stre 


gi 


gi 


gi 


265678738 


265678683 


265678648 
ence 60442 
irillales; 


265678633 


627341 62884 


gi 


265678620 


645783 64725 


gi 


265678619 


ococcineae; 


al sequence 553128 554608 
; Actinomycetales; 


Enterobacteriaceae; 


ococcineae; 


Promicromonosporaceae Hi 


Actinomadura latina 
latina Bacteria; 
Thermomonosporaceae; 


ref|NR_029043.1 


ref|NR_028988.1| Streptomyces 
Streptomyces 


Streptomycineae; 


ref|NR_028953.1| Saccharospirillum 
0 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 


ref |NR_028938.1| Morganella morganii 
2 Morganella morganii Bacteria; 
Morganella. 
ref|NR_028925.1] Arthrobacter roseus 
9 Arthrobacter roseus Bacteria; 
Micrococcaceae; Arthrobacter. 


ref|NR_028924.1| Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 


Actinobacteridae; 


Actinomycetales; Micrococcineae; Micr 
615048 Bacteria_16S 
melanosporofaciens strain NRRL B-12234 16S ribosomal RN. 
melanosporofaciens Bacteria; Actinobacteria; Actinobact 


656542 656650 18 


125 gi 


Streptomycetaceae; 


Streptomyces. 


6 


15048 Bacteria_16S 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteri 
Gordoniaceae; 


6 


cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteri 


strain Uedal07 16S ribosomal RNA, partial sequence 


Proteobacteria; 
6 


15048 Bacteria_16S 


15048 Bacteria_16S 


770945 771053 18 


777176 777284 18 


Gordonia. 


781809 781917 18 


Promicromonosporaceae; Xylanimonas. 


6 


15048 Bacteria_16S 


861068 861176 18 


125 


gi 


125 


125 


125 


strain K24 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


6 


denitrificans strain ALJD 16S ribosomal RNA, partial se 
denitrificans Bacteria; 


T 
6 


15048 Bacteria_16S 


hioalkalivibrio. 
15048 Bacteria_16S 


902013 902121 18 
Proteobacteria; 


906637 906725 35 


125 


Gammaproteobact 


122 


gi 


gi 


gi 


gi 


265678612 
A, partial 


265678532 


770475 77198 
Gammaproteobacteria; Pseudomonadales; P 


ococcaceae; 


eridae; Actinomycetales; S 


Kocuria. 
ref|NR_028917.1 
sequence 656132 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


ref|NR_028836.1 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


seudomonadaceae; Cellvibrio. 

265678528 |ref|NR_028832.1| Gordonia 

sequence 776745 778221 Gordonia 
dae; Actinomycetales; Corynebacterineae; 
265678524 |ref|NR_028828.1| Xylanimonas 

sequence 781358 782875 Xylanimonas 
dae; Actinomycetales; Micrococcineae; 
265678471|ref|NR_028774.1| Amycolatopsis sacchari 

860647 862130 Amycolatopsis sacchari Bacteria; 

donocardineae; Pseudonocardiaceae; Amycolatopsis. 
265678443|ref|NR_028745.1| Thioalkalivibrio 
quence 901557 903021 Thioalkalivibrio 
eria; Chromatiales; Ectothiorhodospiraceae; 
265678440 |ref|NR_028742.1| Desulforhopalus 


gi 


singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulforhopalus. 


615048 Bacteria_16S 914334 914442 18 125 gi|265678435|ref|NR_028737.1| Actinosynnema 

pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 

615048 Bacteria_16S 917485 917593 18 125 gi|265678433|ref|NR_028735.1| Gordonia amicalis 

strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

615048 Bacteria_16S 1085434 1085542 18 125 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 


strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
615048 Bacteria_16S 1114282 1114390 18 125 
strain I-132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
615048 Bacteria_16S 1115808 1115916 18 125 
strain I-273 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
615048 Bacteria_16S 1174860 1174968 18 125 
DSM 16069 16S ribosomal RNA, partial sequence 
Bacteria; 


gi| 265678299 
1113840 11153 


gi| 265678298 
1115364 11168 


gi| 228718578 
1174405 11758 
Proteobacteria; Gammaproteobacteria; Kangiella. 

615048 Bacteria_16S 1226141 1226249 18 125 gi| 219878300 
variabilis strain MX5 16S ribosomal RNA, partial sequence 12257 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Isoptericola. 
615048 Bacteria_16S 1306012 1306108 30 
506 16S ribosomal RNA, complete sequence 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
615048 Bacteria_16S 1307491 1307599 18 125 gi| 228721493 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribos 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceu 
Actinobacteridae; Actinomycetales; Streptomycineae; 
615048 Bacteria_16S 1333593 1333701 18 125 gi| 228721490 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 


125 gi| 219846269 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beut 
Beutenbergia. 

615048 Bacteria_16S 1348895 1349003 18 125 gi|228720600|ref|NR_027595.1 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sang 
Sanguibacter. 

615048 Bacteria_16S 1350423 1350531 18 125 gi| 228720546 |ref|NR_027594.1 


DSM 43247 16S ribosomal RNA, partial sequence 1349993 13514 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
615048 Bacteria_16S 1398514 1398622 18 125 gi 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; 

615048 Bacteria_16S 1425739 1425847 18 125 gi|224581441 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 


228715357 
13980 


violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 1427304 1427412 18 125 gi 
coelescens strain AS 4.1594 16S ribosomal RNA, partial 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 1431980 1432068 17 105 gi| 224581434 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 14315 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 


224581440 
sequence 


615048 Bacteria_16S 1488173 1488281 18 125 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 1530264 1530372 18 125 gi|219857433|ref|NR_025021.1]| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

615048 Bacteria_16S 1553045 1553101 18 74 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

615048 Bacteria_16S 1589267 1589375 18 125 gi|219878485|ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
615048 Bacteria_16S 1590815 1590923 18 125 gi|219878484|ref|NR_025623.1| Streptomyces 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 


Streptomycineae; 


Kineosporiineae; 


Kineosporiineae; 


Micrococcineae; 


1305606 1307012 Starkeya 


Streptomycetaceae; 


Corynebacterineae; 


Actinomycetale 


81 Streptomyces 


ref|NR_028600.1 
Kineosporiace 
ref|NR_028599.1 
Kineosporiace 


ref|NR_027574.1 


ref|NR_025439.1 
22 1227193 Isopte 


ref|NR_025859.1 


novella Bact 


ref|NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
Streptomyc 
ref|NR_027613.1 
32 Beutenbergia 


G 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref |NR_027223.1 
e 1425302 142681 
Strept 


ref|NR_027222.1 
1426862 142837 
s; Streptomy 


ref|NR_027216.1 
17 1433000 Leptos 
lum. 


Streptomycetaceae; 


eria; 


1 sequence 
nobacteria; 
es. 


ordoniaceae; 


omycineae; 


cineae; 


tauricus Bacteria; 

Streptomyces. 

Kineosporia rhamnosa 

13 Kineosporia rhamnosa Bacteria; 

ae; Kineosporia. 
Kineosporia succinea 

39 Kineosporia succinea Bacteria; 

ae; Kineosporia. 
Kangiella koreensis 

98 Kangiella koreensis DSM 16069 


Isoptericola 
ricola variabilis 


Promicromonosporaceae Hi 


Starkeya novella DSM 
Proteobacteria; 


Streptomyces 


1307063 


Beutenbergia cavernae 
cavernae DSM 12333 
enbergiaceae; 


Sanguibacter keddieii 
keddieii DSM 10542 
uibacteraceae; 


Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 


Gordonia. 


Gemmatimonas 
imonas aurantiaca T-27 


Streptomyces 


1 Streptomyces 


Streptomyces 
6 Streptomyces 


Leptospirillum 
pirillum ferrooxidans 


1590391 1591888 Streptomyces 


tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 
subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 
chrestomyceticus 
chrestomyceticus 
Streptomycetaceae 
sclerotialus stra 
sclerotialus Bact 


Streptomycetaceae 


strain DSM 43049 
olivaceisclerotic 
olivaceisclerotic 


Streptomycetaceae 


strain DSM 40597 


purpurogeneiscler 


Streptomycineae; 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
615048 Bacteria_16S 


615048 Bacteria_16S 


Streptomyces. 
1592363 1592471 18 


v 


125 gi 


Stre 
1598552 1598660 18 125 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1600100 1600208 18 


, 


125 gi 
Stre 
1601648 1601756 18 125 gi 
oticus strain DSM 43156 16S ribosomal 


pt 


RN. 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


Streptomycetaceae; Streptomyces. 


219878483 


pt 
219878479 


p 
te 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


615048 Bacteria_16S 219878477 


ref 


omycineae; S 
ref 
artial seque 


ridae; Actin 
ref 
omycineae; S 
ref 


A, partial s 


77 Streptomyces 


73 Streptomyces 


v 


Strepto 


NR_025622.1 


treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 


NR_025617.1 
treptomyceta 


NR_025616.1 
equence 


mycineae; 


Streptomyces rimosus 


nus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
romomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

1593909 1594017 18 125 gi| 219878482 |ref|NR_025621.1| Streptomyces 
strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

1595456 1595564 18 125 gi|219878481|ref|NR_025620.1| Streptomyces 
in DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

1597004 1597112 18 125 gi|219878480|ref|NR_025619.1| Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


615048 Bacteria_16S 1746299 1746407 18 125 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

615048 Bacteria_16S 1758564 1758672 18 125 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

615048 Bacteria_16S 1774927 1775035 18 125 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 1805351 1805459 18 125 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

615048 Bacteria_16S 1806889 1806997 18 125 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
615048 Bacteria_16S 1809941 1810049 18 125 gi|219878329|ref|NR_025468.1| Gordonia westfalica 


strain Kb2 16S ri 
Actinobacteria; A 


615048 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


615048 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


615048 Bacteria_16S 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


615048 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


615048 Bacteria_16S 


strain DSM 43030 
Actinobacteria; A 


615048 Bacteria_16S 


salipaludis strai 
Bacteria; Proteob 
6 
strain NAM-BN063A 


15048 Bacteria_16S 


bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1894048 1894156 18 125 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


ne 


eq 
a; 


1975689 1975797 18 125 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
2056859 2056967 18 125 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2058398 2058506 18 125 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2110261 2110369 18 


ce 
ac 


s 


’ 


s 
ri 


, 


125 gi 
ctinobacteridae; Actinomycetales; Stre 
2137519 2137627 18 125 gi 
n SM-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


pt 


en 
na 


1809512 18109 


219878268 


219878211 


219878153 
Actinomyc 


219878152 


219873436 
16S ribosomal RNA, partial sequence 2109822 21113 


219857643 


bacterineae; 
ref 
uence 

Desulfovibr 
ref 
19752 
terales; Des 
ref 
equence 
etal 


ref 
equence 
dae; Actinom 
ref 
omycineae; S 
ref 
ce 21370 
dales; Alter 


2232871 2232979 18 125 gi 
16S ribosomal RNA, partial sequence 


219857577 
2232422 2233905 Gordonia namibiensis Bacteria; 


1893578 18950 


15 1976722 Desul 


2056438 20579 


2057971 20594 


30 Streptomyces 


73 2138564 Micro 


Gordoniacea 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Desulfomicrobium 


NR_025407.1 
A] 
ionales; s 
NR_025350.1 
£ 
ulfobacterac 
NR_025292.1 
2 
es; Streptom 
NR_025291.1 
6 
t 


ycetales; S 


NR_025250.1 


treptomyceta 
NR_025232.1 
b 


omonadaceae; 


ref 


4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Streptomyces 

0 Streptomyces 

ycineae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


ceae; Streptomyces. 
Microbulbifer 
ulbifer salipaludis 
Microbulbifer. 


NR_025165.1 


Gordonia namibiensis 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


Streptomyces humiferus 
humiferus Bacteria; 


615048 Bacteria_16S 2248067 2248175 18 125 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 2310520 2310628 18 125 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

615048 Bacteria_16S 2496732 2496840 18 125 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

615048 Bacteria_16S 2513518 2513626 18 125 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

615048 Bacteria_16S 2577014 2577122 18 125 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
615048 Bacteria_16S 2578443 2578551 18 125 gi|219857282|ref|NR_024913.1| Cellulomonas persica 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
615048 Bacteria_16S 2610826 2610934 18 125 gi|219857258|ref|NR_024889.1| Prauserella rugosa 


strain DSM 43194 


16S ribosomal RNA, partial sequence 2610373 26118 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
615048 Bacteria_16S 2746568 2746676 18 125 gi|219857156|ref|NR_024784.1 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 274749 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

615048 Bacteria_16S 2767453 2767561 18 125 gi|219857139|ref|NR_024767.1 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 276850 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Co 
Dietziaceae; Dietzia. 

615048 Bacteria_16S 2770494 2770602 18 125 gi|219857137|ref|NR_024765.1 


strain IFO 16295 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
615048 Bacteria_16S 2772032 2772140 18 125 gi 
venezuelae strain JCM 4526 16S ribosomal RNA, partial s 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 

Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 2773567 2773675 18 


ne 


Ac 


125 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
615048 Bacteria_16S 2776642 2776750 18 125 gi 
albofaciens strain JCM 4342 16S ribosomal RNA, partial 

albofaciens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 2826251 2826359 18 
strain IFO 12702 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
615048 Bacteria_16S 2830824 2830932 18 125 gi 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial s 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 2906110 2906218 18 125 gi 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
615048 Bacteria_16S 2944036 2944144 18 125 gi 
brevicatena strain YU 720-21 16S ribosomal RNA, partial 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 
Sporichthya. 
615048 Bacteria_16S 2986581 2986689 18 125 gi 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, p 
wratislaviensis Bacteria; Actinobacteria; Actinobacteri 
Nocardiaceae; Rhodococcus. 

615048 Bacteria_16S 3010827 3010935 18 125 gi 
multiseptatus strain AA826 16S ribosomal RNA, partial s 
multiseptatus Bacteria; Actinobacteria; Actinobacterida 
Geodermatophilaceae; Modestobacter. 


pt 
se 


125 gi 
ki 


eq 


ne 


s 


ar 
da 


eq 
e; 


16S ribosomal RNA, partial sequence 2770058 27 
219857136 
eq 
219857135 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27 
219857132 


Actinomyc 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 


219856903 
Actinomyc 


219856852 


219856827 
Actinomyc 


219846932 


219846916 


715 
bacterineae; Nocardiacea 
ref |NR_024764.1 

2771601 277308 


tales; Streptomy 


uence 
tinomyce 


ref|NR_024763.1 
19 Streptomyces 
e; Streptomyceta 
ref|NR_024760.1 

2776208 277769 
etales; Strepto 


746 


omycinea 


quence 


ref|NR_024727.1 


neae; orichthyaceae; S 
NR_024724.1 
2830390 283187 


etales; Streptom 


Sp 


uence 


ref |NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_024646.1 
2943614 294507 
etales; Frankine 


29056 
bacterin 


equence 


ref 


uenc 
omyc 


NR_026524.1 
e 298615 
etales; Cory 


tial seq 
e; Actin 


ref|NR_026508.1 
uence 3010413 301189 
Actinomycetales; Franki 


125 


615048 Bacteria_16S 3039695 3039803 18 gi 


219846896 


ref 


NR_026488.1 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Rhodococcus 

3 Rhodococcus 

bacterineae; 


Dietzia 
5 Dietzia 


rynebacterineae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 

Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Streptomyces 

7 Streptomyces 

ycineae; 


Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Rhodococcus 
6 2987629 Rhodococcus 
nebacterineae; 


Modestobacter 
4 Modestobacter 


neae; 


Gordonia alkanivorans 


strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


GCCCTTAGTTGCTAACAGTTCGGCTGAGCACTCTAGGGGGACTGCCCGGGCAACCGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGCCCAGGG 
CGACACACGTGCTACAATGGCGAGGACAAAGAGACGCAAACCCGCGAGGGGGAGCAAATCTCCAAACCTCGTCCCAGTTCGGATTGCAGTCTGCAACTCGACTGC 
ATGAAGGCGGAATCGCTAGTAATCGTGGATCAGCCATGCCACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTCGGGCTCACCCG 
AAGTCGGTATCCCTAAAGTAGGGGCCGCCTACGGTGGGTCCGGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
GAAAGGCCCTTCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAT 
GACCGCGCGTTTCATGGCGTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGGGGGGTAATGGCCTACCAAGGCGACGACGGG 
TAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCCACACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGAT 
GCAACCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCT 
TAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAG 
GTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCT 
GTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGG 
GGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTA 
CAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGCAATC 
GCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTG 
GGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNT 
GCAAGTCGAACGGAGTTATTTCGGTTGAAGTTTTCGGATGGATACTGGTTTAACTTAGTGGCGAACGGGTGAGTAACGCGTGAGTAACCTGCCCTGGAGTGGGGG 
ACAACAGTTGGAAACGACTGCTAATACCGCATAAGCCCACGATCCGGCATCGGATTGAGGGAAAAGGATTTATTCGCTTCAGGATGGACTCGCGTCCAATTAGCT 
AGTTGGTGAGGTAACGGCCCACCAAGGCGACGATTGGTAGCCGGACTGAGAGGTTGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGTTTTCGGATTGTAAACTCCTGTCGTTAGGGACGAATCTTGAC 
GGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGG 
ACCGGCAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGTGGAATTCCCGGTGTAGCGGTG 
GAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCT 
GGTAGTCCATGCCGTAAACGATGATTACTAGGTGTTGGAGGATTGACCCCTTCAGTGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGACCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCGATGCATAG 
TGCAGAGATGCATGAAGTCCTTCGGGACATCGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTATTGCCAGTTACTACGCAAGAGGACTCTGGCGAGACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGACCTGGGCTA 
CACACGTACTACAATGGCGTTTAACAAAGAGANGCAAGACCGCGAGGTGGAGCAAAACTCAAAAACAACGTCTCAGTTCAGATTGCAGGCTGCAACTCGCCTGCA 
TGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCCGGGGGGGACCCGA 
AGTCGGTAAGTAAGTCTAACCGCAAGGAGGACGCCGCCGAAGGTAAAACTGGTGATTGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNCGTAWCAAGGKARCCCGYWAATACATGCAAGTCGAGCGAACAGATAAGGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGGTA 
ACCTACCTATAAGACTGGAATAACTCCGGGAAACCGGGGCTAATGCCGGATAATATTTAGAACCGCATGGTTCTAAAGTGAAAGATGGTTTTGCTATCACTTATA 
GATGGACCCGCGCCGTATTAGCTAGTTGGTGGGGTAATGGCTTACCAAGGCAACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACG 
GTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTC 
TGTTATTAGGGAAGAACAAATGTGTAAGTAACTGTGCACGTCTTGACGGTACCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
TGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTYTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTG 
GGAAACTTGAGTGCAGAAGANGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAAC 
TGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGT 
GCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTTTGACAACTCTAGAGATAGAGTCTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCTAAACCGCGAGGTC 
ATGCAAATCSCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACACGAGAGTCTGTACACCCGAAGCCGGTGGAGTAACCATTATGGAGCTAGCCGTCGAAGGTGGGACAATGATT 
GGGGTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCAGGGGGAAAGT 
CAGCTTCGGCTGGCGAGTACACCGGCGGACGGGTGAGTAACGCGTGAGGAACCTGCCCCACAGACCGGGATAACCCATCGAAAGGTGGGCTAATACTGGATAAGC 
GCACGCGACGGGTGTTGTGTGTGAAAAGGCAGGTCACAATTTTGTGGCTTGTGCTGTGGGATGGTCTCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACC 
AAGGCTACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGC 
CGGAAACGGTGACGCAGCGACGCCGCGTGGGTGAGGAAGGCCTTCGGGTCGTAAAGCCCTTTCAGTGGGGAAGAAAGGCATAGGCAGTAACTGGTCTATGTTTGA 
CGGTACCCACAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGAGTCACTGGGCGTAAAGCGCACGTAGGCG 
GCGTGGTGAGTCAAGGGTCAAAGGCTACGGCTCAACCGTAGTAAGGCCTTTGATACTATCATGCTAGAGTGCCGGAGAGGGTAGCGGAATTCCCTGTGTAGCGGT 
GAAATGCGTAGATATAGGGAGGAACACCGGTTGCGAAGGCGGCTACCTGGCCGGTAACTGACGCTGAGGTGCGAGAGCGTGGGAAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGATGGGCGCTAGGTGTTGGTGGTTAGTAGCCATCAGTGCCGAAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCTAACCGAAGAACCTTACCTGGGCTTGACATCCCCGGGACC 
TAGCAGAGATGCTGGGGTGCCCGTCTTTGGCGGGAGCCGGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCCTACCCTTAGTTGCCATCGGTTAGGCCGGGCACTCTAAGGGGACTGCCCCGGATAACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCC 
TTATGTCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGGAGCGAAGCCGCGAGGTGGAGCGAATCTCAGAAAGCGCGTCTCAGTTCGGATCGCAGTCT 
GCAACTCGACTGCGTGAAGCCGGAATCGCTAGTAATCGCAGGTCAGCAAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAG 
TTGGTCATACCTGAAGCCGGTGGCCCAACCGTTTATGCGGGGGGAGCCGTCCATGGTATGGCTGGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAG 
GNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGG 
TGAGTAACACGTGGGTGATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCTGGTTGCATGACCGGGGGTGGAAAGATTT 
ATCGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGA 
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TACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGA 
AGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTA 
ACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAAC 
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615048 Bacteria_16S 3093985 3094093 18 125 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

615048 Bacteria_16S 3104526 3104634 18 125 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
615048 Bacteria_16S 3172503 3172559 18 74 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

615048 Bacteria_16S 3236251 3236359 18 125 gi| 219846763 |ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 3252800 3252908 18 125 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

615048 Bacteria_16S 3254298 3254406 18 125 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

615048 Bacteria_16S 3299839 3299947 18 125 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

615048 Bacteria_16S 3380577 3380685 18 125 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
615048 Bacteria_16S 3395613 3395721 18 125 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
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83 Thiomicrospira frisia Bacteria; 
Thiomicr 


ospira. 

Thiomicrospira 

crospira thermophila 

; Thiomicrospira. 
Alicyclobacillus 

1 Alicyclobacillus 

us. 

Rheinheimera pacifica 


pacifica Bacteria; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 
Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 


NR_025541.1 


Rheinheimera baltica 


1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 


615048 Bacteria_16S 


615048 Bacteria_16S 
strain ME102 16S 


15048 Bacteria_16S 


15048 Bacteria_16S 
anadensis strain 
anadensis Bacteria; 
Chromohalobacter. 
615048 Bacteria_16S 


P 
6 
i 
Bacteria; 
6 
c 
c 


strain KMM 1376 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; Oc 


ribosomal RNA, partial 
roteobacteria; Gammaproteobacteria; Oc 


sraelensis strain Bal 16S ribosomal RN 
Proteobacteria; 


ATCC 43984 16S riboso: 
Proteobacteria; 


1755484 1755579 31 


1861747 1861842 31 


1863254 1863349 31 


1864836 1864931 31 


1910323 1910418 31 


125 


125 


sequence 
eanospirillales; Oleiphilaceae; 


125 


A, partial sequence 
Gammaproteobacteria; 


125 


125 


gi| 219878369 


gi|219878293 


ref|NR_025508.1| Halomonas halocynthiae 


ial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
eanospirillales; Halomonadaceae; 


Halomonas. 


ref|NR_025432.1| Oleiphilus messinensis 


1861284 1862720 Oleiphilus messinensis Bacteria; 


gi|219878292 


gi|219878291 


mal RNA, partial sequence 
Gammaproteobacteria; 


gi|219878256 


Oceanospirillales; 


Oleiphilus. 


ref|NR_025431.1] Chromohalobacter 


1862771 1864302 Chromohalobacter israelensis 
Oceanospirillales; 


Halomonadaceae; Chromohalobacter. 

ref|NR_025430.1] Chromohalobacter 
1864353 1865884 Chromohalobacter 

Halomonadaceae; 

ref 


NR_025395.1| Actinomyces 


marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 


marimammalium Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
615048 Bacteria_16S 
strain DSM 12838 


615048 Bacteria_16S 


anilini strain Anil 16S ribosomal RNA, partial sequence 


Bacteria; 
615048 Bacteria_16S 


1933288 1933379 35 


1978825 1978916 35 


2235981 2236072 35 


125 


125 


125 


gi|219878239 


gi|219878209 


gi] 219857575 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 


thiodismutans Bacteria; 


Desulfonatronum. 
615048 Bacteria_16S 


Proteobacteria; 


2286441 2286536 31 


Deltaproteobacteria; 


125 


gi|219857541 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 


thiocyanoxidans Bacteria; 


Thioalkalivibrio. 
615048 Bacteria_16S 


nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
615048 Bacteria_16S 


versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
615048 Bacteria_16S 
echinoides strain 


Sphingomonas. 
615048 Bacteria_16S 


2469887 2469982 31 


2471392 2471487 31 


2864684 2864794 16 


3072944 3073039 31 


Proteobacteria; 


Gammaproteobacteria; 


125 


125 


125 


125 


strain 4-87 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 


615048 Bacteria_16S 


3092479 3092574 31 


125 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


615048 Bacteria_16S 


3136035 3136126 35 


125 


gi|219857403 


gi| 219857402 


gi| 219856881 


ATCC 14820 16S ribosomal RNA, partial sequence 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


gi|219846873 


Actinomycetales; 


Desulfomicrobiaceae; 


Desulfovibrionales; 


Chromatiales; 


Sphingomonadales; 


Actinomycineae; 


ref|NR_025378.1| Desulfomicrobium orale 


16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


Desulfomicrobium. 


ref|NR_025348.1| Desulfobacterium 


1978326 1979852 Desulfobacterium anilini 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


Desulfobacteraceae; Desulfobacterium. 
ref|NR_025163.1] Desulfonatronum 
2235498 2236978 Desulfonatronum 
Desulfonatronumaceae; 


ref|NR_025129.1| Thioalkalivibrio 
2285990 2287383 Thioalkalivibrio 

Ectothiorhodospiraceae; 

Thioalkalivibrio 


ref|NR_024991.1 


2469412 2470870 Thioalkalivibrio nitratis 
Ectothiorhodospiraceae; 


Thioalkalivibrio. 


ref|NR_024990.1| Thioalkalivibrio 


2470921 2472353 Thioalkalivibrio versutus 
Ectothiorhodospiraceae; 


Thioalkalivibrio. 
ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 
Sphingomonadaceae; 
ref 


NR_026465.1| Balneatrix alpica 


3072467 3073861 Balneatrix alpica Bacteria; 


gi| 219846860 
3092041 30935 


gi| 219846831 


sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 


sulfexigens Bacteria; 
Desulfocapsa. 
615048 Bacteria_16S 
strain M408/89/1 


Corynebacterium. 
615048 Bacteria_16S 
glycolicus strain 


Desulfofustis. 
615048 Bacteria_16S 


marismortui strain ATCC 17056 16S ribos 


marismortui Bacteria; 
Chromohalobacter. 
615048 Bacteria_16S 


hordeovulneris strain CIP 103149 16S ri 
hordeovulneris Bacteria; Actinobacteria; 
Actinomyces. 


Actinomycetaceae; 
615048 Bacteria_16S 


Proteobacteria; 


3201496 3201599 18 


3237874 3237965 35 


3385210 3385305 31 


3416875 3416970 31 


3730274 3730369 31 


Deltaproteobacteria; 


120 


125 


125 


omal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


125 


125 


gi| 219846787 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219846762 


PerGlyS 16S ribosomal RNA, complete sequence 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


219846659 
sequence 


gi 


gi| 219846633 


bosomal RNA, partial sequence 
Actinobacteridae; 


gi|219846414 


libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 


libanotica Bacteria; 
Thermomonosporaceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinocorallia. 


Desulfobacterales; 


Desulfobacterales; 


Oceanospirillales; 


Actinomycetales; 


ref|NR_026452.1| Kocuria rhizophila 
11 Kocuria rhizophila Bacteria; 
Micrococcaceae; Kocuria. 
ref|NR_026423.1] Desulfocapsa 
135552 3137033 Desulfocapsa 
Desulfobulbaceae; 


Ww 


ref |NR_026379.1| Corynebacterium phocae 
50 Corynebacterium phocae Bacteria; 
Corynebacteriaceae; 


ref|NR_026354.1| Desulfofustis 
3237371 3238917 Desulfofustis 
Desulfobulbaceae; 


ref|NR_026251.1] Chromohalobacter 
3384746 3386168 Chromohalobacter 
Halomonadaceae; 
ref|NR_026225.1| Actinomyces 
3416416 3417841 Actinomyces 
Actinomycineae; 


ref|NR_026005.1| Actinocorallia 
3729869 3731272 Actinocorallia 
Streptosporangineae; 


615048 Bacteria_16S 3835508 3835603 31 125 gi| 219846338 
strain C-1 16S ribosomal RNA, partial sequence 3835060 38365 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
615048 Bacteria_16S 3899775 3899870 31 125 gi| 219846295 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 39007 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
615048 Bacteria_16S 4094889 4094980 35 125 gi|219846156 
strain P2 16S ribosomal RNA, partial sequence 4094388 40957 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 
615048 Bacteria_16S 254665 254723 16 74 gi| 265678892 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipi 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
615048 Bacteria_16S 365116 365226 16 125 gi| 265678811 
strain A3 16S ribosomal RNA, partial sequence 364736 36609 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
615048 Bacteria_16S 383224 383282 16 74 gi| 265678799 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
615048 Bacteria_16S 824626 824736 16 125 gi| 265678496 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
615048 Bacteria_16S 826128 826238 16 125 gi| 265678495 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
615048 Bacteria_16S 842885 842995 16 125 gi| 265678484 
strain AMX51 16S ribosomal RNA, partial sequence 842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
615048 Bacteria_16S 870234 870292 16 74 gi| 265678465 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 
Bradyrhizobium. 

615048 Bacteria_16S 1057019 1057077 16 74 gi| 265678339 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequenc 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhiz 
Rhodopseudomonas. 

615048 Bacteria_16S 1070613 1070671 16 74 gi| 265678330 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
615048 Bacteria_16S 1183889 1183999 16 125 gi| 228717037 
colihominis DSM 17241 16S ribosomal RNA, partial sequence 11834 
17241 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococc 
615048 Bacteria_16S 1232244 1232302 16 74 gi|219878271 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rh 
615048 Bacteria_16S 1308985 1309095 16 125 gi| 228721488 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequ 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacte 
Hyphomicrobium. 

615048 Bacteria_16S 1310458 1310568 16 125 gi| 228721487 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial s 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobac 
Hyphomicrobium. 

615048 Bacteria_16S 1365273 1365331 16 74 gi| 228719040 
hamburgensis strain X14 16S ribosomal RNA, partial sequence 13648 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
615048 Bacteria_16S 1369978 1370088 16 125 gi| 228718299 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 13709 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
615048 Bacteria_16S 1396991 1397101 16 125 gi| 228715764 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; 
Methylobacterium. 

615048 Bacteria_16S 1489722 1489828 18 122 gi| 219846947 
strain IBS G15036 16S ribosomal RNA, partial sequence 14892 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

615048 Bacteria_16S 1492683 1492741 16 74 gi| 219846714 
strain SA35 16S ribosomal RNA, partial sequence 1492298 14937 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
615048 Bacteria_16S 1572428 1572486 16 74 gi| 219857383 


faecalis strain 


gc 16S ribosomal RNA, partial sequence 


ref |NR_025928.1 


acea 
ref 


e; Halomona 
NR_025885.1 


acea 
ref 


e; Roseibiu 
NR_025746.1 


cter 
ref 
a br 


aceae; Desul 
NR_029200.1 
oomeae Bacte 
ref|NR_029116.1 


acea 
ref 


e; Salipiger 
NR_029104.1 


Bradyrhizobi 
NR_028799.1 
trisii Bacte 


ae; 
ref 
ves 


ref 
ene 


NR_028798.1 
ae Bacteria 


, 


ref |NR_028787.1 
ae; Bosea. 
ref|NR_028768.1 

869838 871263 
biales; Bradyrhi 


ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 
ref |NR_028632.1 
llaceae; Tistrel 
ref |NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027572.1 
hodobacteraceae; 
ref |NR_027539.1 

1396599 139803 
Rhizobiales; Met 


ref|NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
Ss. 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
m. 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Afipia broomeae strain 
ria; Proteobacteria; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 


izobiaceae; 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Anaerotruncus 
truncus colihominis DSM 
ncus. 
Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


v 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Nitrobacter 
acter hamburgensis X14 
trobacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Methylobacterium 

3 Methylobacterium 

hylobacteriaceae; 


Corynebacterium durum 
bacterium durum 


orynebacteriaceae; 


Xanthobacter agilis 


agilis Bacteria; 


ref |NR_024971.1 


Rhodopseudomonas 


1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 


615048 Bacteria_16S 


1610708 1610818 16 


125 


gi|219878469 


antarcticus strain EL-88 16S ribosomal RNA, partial sequence 


antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseisalinus. 
615048 Bacteria_16S 


1650092 1650202 16 


125 


VKM B1479 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


615048 Bacteria_16S 


felinum Bacteria; 


1770522 1770612 33 


Corynebacteriaceae; Corynebacterium. 


615048 Bacteria_16S 


Methylobacterium. 
615048 Bacteria_16S 


1939218 1939328 16 


2220753 2220811 16 


122 


125 


74 


strain 7d 16S ribosomal RNA, partial sequence 


15048 Bacteria_16S 


acteria; 
15048 Bacteria_16S 


2222162 2222220 16 


2295426 2295484 16 


74 


P 

6 

aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
B Proteobacteria; Alphaproteobacteria; Rhizobiales; 
6 


74 


strain 91-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


615048 Bacteria_16S 


strain IBS 193 16S ribosomal RNA, partial sequence 


2296892 2296950 16 


74 


gi| 219878442 
1649700 16511 


gi| 219878357 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


gi|219878235 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; 


gi|219857585 
2220358 22217 


roteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


219857584 
22217 


gi 
gi| 219857533 
2295034 22964 


gi|219857532 
2296489 22979 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


615048 Bacteria_16S 
strain 63287 16S 


615048 Bacteria_16S 


2299857 2299967 16 


2301325 2301383 16 


34632 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


615048 Bacteria_16S 
strain JSS-26 16S 


615048 Bacteria_16S 


2459151 2459261 16 


2549329 2549387 16 


125 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


74 


2300928 2302353 Afipi 


125 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


74 


strain C-29 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


a 


15048 Bacteria_16S 


2661171 2661281 16 


125 


gi| 219857530 
2299447 23008 


gi| 219857529 


gi|219857410 
2458757 24601 


gi| 219857344 
2548929 25503 


gi|219857216 


multivorans strain DM13 16S ribosomal RNA, partial sequence 26607 


acteria; 
15048 Bacteria_16S 


15048 Bacteria_16S 
strain IFO 16068 


2860063 2860121 16 


2954603 2954711 18 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


74 


125 


gi| 219856884 


B 
6 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial seq 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; 
6 


gi| 219856820 


16S ribosomal RNA, partial sequence 2954180 29556 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


615048 Bacteria_16S 


3125626 3125736 16 


125 


gi| 219846838 


methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 


methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 
615048 Bacteria_16S 
strain TagT2C 16S 


3239353 3239411 16 


74 


ribosomal RNA, partial sequence 


Rhizo 


gi|219846761 
3238968 32403 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


615048 Bacteria_16S 


3309004 3309062 16 


74 


strain 301 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


615048 Bacteria_16S 


acetireducens strain DSM 10703 16S ribosomal RNA, partial 
acetireducens Bacteria; 


15048 Bacteria_16S 
alophilum strain 
alophilum Bacteria; 
15048 Bacteria_16S 


15048 Bacteria_16S 
aritimus strain 
acteria; 
15048 Bacteria_16S 


NWBHDODOADATO 


3482875 3482985 16 


Firmicutes; 
3653309 3653399 36 


Clostridia; 
3911946 3912004 16 


4056869 4056931 12 


4108248 4108306 16 


125 


Clostridia; 


125 


SEBR 3139 16S ribosomal RNA, partial 
Firmicutes; 


Clo 
74 


74 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


74 


strain A828 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


gi| 219846715 
3308619 33100 


219846587 
sequenc 
Clostridiales; Cl 
gi| 219846469 
sequence 
stridiales; Pepto 
gi|219846286 


gi 


ligotrophica strain S58 16S ribosomal RNA, partial sequence 
ligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhiz 
219846182 
40564 


(ope 


Rhodob 


Rhizo 


Xanth 


Sphingomon 


Hypho: 


Alteromonadaceae 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 
ref|NR_025581.1 
ae; Labrys. 
ref|NR_025496.1 
1770072 177148 


es; Corynebacter 


NR_025374.1 
1938810 194024 
biales; Methylob 


ref|NR_025173.1 
41 Xanthobacter 
ae; Xanthobacter 
ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref|NR_025121.1 


Bartonella. 
ref|NR_025120.1 


Bartonella. 
ref|NR_025118.1 


ae; Bosea. 
ref|NR_025117.1 
a birgiae Bacter 
ref |NR_024998.1 
adaceae; Sphingo: 
ref |NR_024932.1 


Bartonella. 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref |NR_024639.1 


Gordoniacea 
NR_026430.1 
125234 312665 
biales; Hyphomic 


eae; 
ref 


w 


ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacter 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026061.1 
3652827 365435 
coccaceae; Desul 
ref|NR_025876.1 
3911550 391285 
obiales; Bradyrh 
ref|NR_025772.1 
29 4057918 Microb 
a 


gi|219846146 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Methylobacterium 
9 Methylobacterium 


acteriaceae; 


Xanthobacter viscosus 


viscosus Bacteria; 


Xanthobacter 
bacter aminoxidans 
nthobacter. 
Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Sphingomonas koreensis 


97 Sphingomonas koreensis Bacteria; 


monas. 
Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Methylorhabdus 

orhabdus multivorans 

thylorhabdus. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 

Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Xanthobacter flavus 


flavus Bacteria; 


Clostridium 

2 Clostridium 
ostridium. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Agromonas 

7 Agromonas 
izobiaceae; Agromonas. 
Microbulbifer 
ulbifer maritimus 
Microbulbifer. 


ref|NR_025736.1 


Bartonella chomelii 


4107869 4109243 Bartonella chomelii Bacteria; 


actatifermentans 
actatifermentans 


DrEEA 


strain 34633 16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


4219807 4219865 16 74 gi 
strain G17 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
4222800 4222858 16 74 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


6 
hispanicum strain 
Bacteria; Proteob 


strain N. Pfennig 
Bacteria; 


camporealensis st 
camporealensis Ba 


Corynebacteriacea 


strain FF3 16S ri 


aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


strain HTCC2597 1 
vestfoldensis str 
vestfoldensis Bac 


Loktanella. 


caspium strain M/ 
caspium Bacteria; 


Corynebacteriacea 
615048 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 
6 
helgolandensis st 
helgolandensis Ba 
Jannaschia. 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 
6 
6611 16S ribosoma 
Gammaproteobacter 


nubinhibens strai 
Bacteria; Proteob 


strain DSS-3 16S 


15048 Bacteria_16S 


615048 Bacteria_16S 
aquaticum strain 
Bacteria; Proteob 
615048 Bacteria_16S 


Proteob 
615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


4239414 4239524 16 125 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
4240873 4240983 16 125 gi 
GR16 16S ribosomal RNA, partial sequen 


56532 56625 33 125 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
68621 68726 18 122 gi 
rain CRS-51 16S ribosomal RNA, partial 


e; Corynebacterium. 
146055 146148 33 125 
bosomal RNA, partial sequence 


gi 


147468 147564 31 125 gi 
n Ra 333 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 

259185 259278 33 125 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


378694 378787 33 125 


gi 


503295 503388 33 125 gi 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


509377 509482 18 122 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

538301 538406 18 122 gi 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

571885 571978 33 125 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


579244 579337 30 122 gi 
MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
580775 580880 18 122 gi 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
607901 608006 18 122 gi 
IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
732335 732392 17 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
928321 928414 33 125 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
929809 929902 33 125 gi 
ribosomal RNA, partial sequence 


74 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


6 
strain YLM-32 16S 


15048 Bacteria_16S 


1076424 1076529 18 122 
ribosomal RNA, partial sequence 


gi 


4222451 42238 


acteria; Alphaproteobacteria; Rhizobia 


cteria; Actinobacteria; Actinobacterid 


145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
615048 Bacteria_16S 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
615048 Bacteria_16S 


731878 733268 Thioc 


929371 93083 


219846061 
sequence 
stridiales 
219846056 


rhizobiace 
219846042 
nce 42390 
les; Methy 
219846041 
ce 42404 
les; Methy 
265679026 
nce 56079 
ales; Chro 
265679018 
sequence 
ae; Actino 


265678965 


hodobacter 
265678964 

quence 
Actinomyc 


265678889 
tial seque 
acteria; R 


265678802 


hodobacter 
265678716 
sequence 

eria; Rhod 


265678712 
quence 
inomycetal 


265678693 
sequence 
dae; Actin 


265678671 
sequence 
teria; Rho 


265678666 
sequence 
inomycetal 


265678665 
sequence 
Actinomy 


v 


265678646 
al sequenc 
Actinomyce 


265678560 


apsa. 
265678426 
nce 92790 
terales; R 
265678425 


hodobacter 


ref|NR_025651.1 

4219342 422083 
; Clostridiaceae 
ref |NR_025646.1 


ae; Afipia. 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_025631.1 
69 4241874 Methyl 


aceae; Ruegeria. 


265678325 


ref |NR_028627.1 


Clostridium 
8 Clostridium 
Clostridium. 


’ 


Methylobacterium 


Methylobacterium. 
Methylobacterium 


lobacteriaceae; Methylobacterium. 
ref |NR_029334.1| Thiocystis gelatinosa 

57529 Thiocystis gelatinosa 
matiaceae; Thiocystis. 
ref |NR_029326.1| Corynebacterium 

68186 69586 Corynebacterium 
mycetales; Corynebacterineae; 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029272.1| Kineococcus 

147044 148460 Kineococcus 
etales; Kineosporiineae; 
ref|NR_029197.1| Ruegeria 
nce 258782 260120 Ruegeria 
hodobacterales; Rhodobacteraceae; 
ref|NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 
aceae; Oceanicola. 
ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029017.1| Corynebacterium 

508981 510331 Corynebacterium 
es; Corynebacterineae; 
ref|NR_028998.1| Mycobacterium 

537853 539333 Mycobacterium 
omycetales; Corynebacterineae; 
ref|NR_028976.1| Jannaschia 

571472 572837 Jannaschia 
dobacterales; Rhodobacteraceae; 
ref|NR_028971.1| Corynebacterium 

578821 580286 Corynebacterium 
es; Corynebacterineae; 
ref|NR_028970.1| Mycobacterium 

580337 581817 Mycobacterium 
cetales; Corynebacterineae; 
ref|NR_028951.1| Corynebacterium 
e 607486 608955 Corynebacterium 
tales; Corynebacterineae; 
ref|NR_028864.1| Thiocapsa rosea strain 
apsa rosea Bacteria; Proteobacteria; 
ref|NR_028728.1| Roseovarius 
3 929320 Roseovarius nubinhibens 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 


Afipia massiliensis 
25 Afipia massiliensis Bacteria; 


obacterium hispanicum 


obacterium aquaticum 


Rarobacter incanus 
1075986 1077478 Rarobacter incanus Bacteria; 


615048 Bacteria_16S 
strain 21F-2 16S 


1079435 1079492 17 


615048 Bacteria_16S 1093158 1093215 17 


Acetobacter. 
615048 Bacteria_16S 
strain NBRC 13755 
Bacteria; 
615048 Bacteria_16S 


1094605 1094662 17 


1096045 1096102 17 


74 


ribosomal RNA, partial sequence 


74 


74 


74 


gi 


265678323 


1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


indonesiensis strain 5H-1 16S ribosomal RNA, partial se 
indonesiensis Bacteria; Proteobacteria; Alphaproteobact 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospi 


gi 


265678314 
quence 
eria; 


265678313 
10942 
rillales; 
265678312 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 
orleanensis Bacteria; Proteobacteria; Alphaproteobacter 


Acetobacter. 
615048 Bacteria_16S 
sphenisci strain 
sphenisci Bacteria; 
Corynebacteriaceae; Corynebacterium. 

615048 Bacteria_16S 1150546 1150631 31 
lucentensis strain QMT2 
Bacteria; Proteobacteria; 
615048 Bacteria_16S 1179366 1179423 17 
C91 16S ribosomal RNA, partial sequence 
Proteobacteria; 
615048 Bacteria_16S 


1133902 1133995 30 


1196026 1196131 18 


122 


115 


74 


gi 


CECT 5990 16S ribosomal RNA, partial s 


gi 


16S ribosomal RNA, partial sequ 
Alphaproteobacteria; Rhodospi 


gi 


ia; Rhodos 


253680767 
equence 


Actinobacteria; Actinobacteridae; Actinomycet 


253680756 
ence 11501 
rillales; 

228717704 


1178919 1180416 Nitro 


122 


Betaproteobacteria; Nitrosomonadales; N 


gi 


acetiphilus DSM 12809 16S ribosomal RNA, partial sequen 


12809 Bacteria; Deferribacteres; 
615048 Bacteria_16S 1256322 1256427 18 
efficiens YS-314 


Deferribacterales; 


122 


Def 
gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 


615048 Bacteria_16S 1290882 1290987 18 


122 


gi 


urealyticum DSM 7109 16S ribosomal RNA, partial sequenc 


DSM 7109 Bacteria; 
Corynebacteriaceae; Corynebacterium. 
615048 Bacteria_16S 1292362 1292467 18 


Actinobacteria; Actinobacteridae; Ac 


hydrocarbonoclasticus strain VT8 16S ribosomal RNA, par 


hydrocarbonoclasticus Bacteria; 
Marinobacter. 


615048 Bacteria_16S 1336615 1336708 33 


Proteobacteria; 


122 gi 
Gammapr 
125 gi 


gallaeciensis strain BS107 16S ribosomal RNA, partial s 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaprot 


Phaeobacter. 
615048 Bacteria_16S 


1351924 1352017 33 


Och 149 16S ribosomal RNA, partial sequence 


615048 Bacteria_16S 1362389 1362482 33 


125 


gi 


itrosomona 
228715574 
ce 11955 
erribacter 
219857144 


16S ribosomal RNA, partial sequence 1255896 12573 


ales; 


228720812 
e 12904 
tinomyceta 


228716433 
tial seque 
oteobacter 


228721486 
equence 


eobacteria 


228720499 


1351515 1352883 Roseo 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


125 


gi 


antarcticus strain 307 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 


615048 Bacteria_16S 1390969 1391062 33 


125 


gi 


bermudensis HTCC2503 16S ribosomal RNA, partial sequenc 


HTCC2503 Bacteria; 


615048 Bacteria_16S 1405965 1406022 17 


74 


Proteobacteria; Alphaproteobacteria; 


gi 


cibinongensis strain 4H-1 16S ribosomal RNA, partial se 
cibinongensis Bacteria; Proteobacteria; Alphaproteobact 


Acetobacter. 


615048 Bacteria_16S 1444309 1444402 33 


125 


gi 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobac 


Thalassobacter. 
615048 Bacteria_16S 
strain DhA-35 16S 


1468388 1468445 17 
15048 Bacteria_16S 1581527 1581584 17 


15048 Bacteria_16S 1612205 1612298 33 


MmhmhaAr EF OD 


Loktanella. 
615048 Bacteria_16S 


1692864 1692973 17 


74 


ribosomal RNA, partial sequence 
roteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 


74 


125 


125 


gi 


hodobacter 
228719132 
nce 13619 


228716336 
e 13905 
Parvularc 
219857143 
quence 
eria; 

224581424 
sequence 


teria; Rho 


224581407 


1467942 14694 


gi 


ipocyclicus strain CCUG 44693 16S ribosomal RNA, parti 
ipocyclicus Bacteria; Proteobacteria; Alphaproteobacte 


gi 


ryxellensis strain LMG 22007 16S ribosomal RNA, partia 
ryxellensis Bacteria; Proteobacteria; Alphaproteobacte 


ocyclaceae 
219878490 
al sequenc 
ria; Rhodo 
219878468 
1 sequence 
ria; Rhodo 


gi 


219878412 


auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 


Rhodospirillales; 


terales; Rhodobacteraceae; 


Rhodospirillales; Ac 


ref|NR_028625.1 
Acetobac 
ref 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
NR_028614.1 
1095628 109707 
pirillales; Acet 


ref |NR_028015.1 
133500 113488 


ales; Corynebact 


R 


ref|NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_027566.1 
somonas eutropha 
daceae; 
ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_024772.1 


ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


ref 
nce 
ia; 


NR_027551.1 
129190 
Alteromonada 


ref|NR_027609.1 
1336206 133758 
; Rhodobacterale 


ref|NR_027593.1 
bacter litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 


ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_024771.1 
1405568 140698 


ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 
ref|NR_027188.1 
; Zoogloea. 
ref|NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025607.1 

1611794 161320 
bacterales; Rhod 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 
Acetobacteraceae; 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
; Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacterineae; C 


orynebacteriaceae; 


Corynebacterium 
bacterium urealyticum 
rineae; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 

Och 149 Bacteria; 

er. 

Octadecabacter 

cabacter antarcticus 307 
Octadecabacter. 
Parvularcula 

arcula bermudensis 

culaceae; Parvularcula. 
Acetobacter 

1 Acetobacter 

etobacteraceae; 


Thalassobacter 
0 Thalassobacter 


odobacteraceae; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Rhodovarius 
8 Rhodovarius 


Loktanella 
8 Loktanella 
obacteraceae; 


ref|NR_025551.1 
1692386 169391 


Desulfosporosinus 
7 Desulfosporosinus 


615048 Bacteria_ 
strain R-8904 16S 


16S 1711255 1711348 33 125 


ribosomal RNA, partial sequence 


gi 


219878400 
1710844 17122 


ref |NR_025539.1 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 
615048 Bacteria_16S 1749316 1749373 17 74 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 


Proteobacteria; 
strain LMG 1625 
Proteobacteria; 
6 


Proteobacteria; 


6 


6 


Proteobacteria; 
6 
strain 58Eu 16S 
Proteobacteria; 


615048 Bacteria_ 
poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 
615048 Bacteria_ 


meridiei strain 
Bacteria; 


615048 Bacteria_ 
pelophilus strain 
pelophilus Bacter 
615048 Bacteria_ 


strain VB32 16S 
Proteobacteria; 
6 


Bacteria; 


615048 Bacteria_ 


confusum strain 


confusum Bacteria 
Corynebacteriacea 
615048 Bacteria_ 


riegelii strain 


riegelii Bacteria 
Corynebacteriacea 
615048 Bacteria_ 
falsenii CCUG 336 
Bacteria; Actinob 


Corynebacterium. 


615048 Bacteria_ 


orientis strain 
Bacteria; 
6 


Antarctobacter. 
6 


615048 Bacteria_ 


15048 Bacteria_ 
strain SE3104 16S 


615048 Bacteria_ 
capitovis strain 
capitovis Bacteri 
Corynebacteriacea 
15048 Bacteria_ 
testudinoris stra 
testudinoris Bact 
Corynebacteriacea 
615048 Bacteria_ 
radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 
15048 Bacteria_ 
strain DSM 169 16 


15048 Bacteria_ 


Firmicu 


15048 Bacteria_ 
thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 
615048 Bacteria_ 
subterraneus stra 
Proteob 


Firmicu 
15048 Bacteria_ 
heliothermus stra 
heliothermus Bact 


15048 Bacteria_ 


Alphaproteobacteria; Rhodospirillales; 
16S 1750808 1750865 17 74 gi 
af 
Alphaproteobacteria; Rhodospirillales; 
16S 1851238 1851295 17 74 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 1855691 1855796 18 122 gi 
CCUG 39779 16S ribosomal RNA, partial 


e; Corynebacterium. 

16S 1858658 1858763 18 122 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

16S 1931831 1931924 33 125 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

16S 2029227 2029320 33 125 

S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chro 
16S 2067503 2067560 17 74 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhod 
16S 2132967 2133072 18 122 gi 
ATCC 35087 16S ribosomal RNA, partial 


gi 


Mycobacterium. 
16S 2547851 2547957 17 125 gi 
$10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
16S 2646168 2646225 17 74 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
16S 2652207 2652264 17 74 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhod 
16S 2655112 2655205 30 122 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
16S 2674676 2674733 17 74 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
16S 3097118 3097223 18 122 gi 
DMMZ 2439 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 
16S 3119650 3119743 30 
DMMZ 241 


122 gi 
5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 
16S 3148073 3148178 18 
51 16S 
acteria 


v 


122 gi 
ribosomal RNA, partial sequence 
; Actinobacteridae; Actinomycet 
16S 3154228 3154337 17 
DSM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
16S 3161901 3161994 33 125 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


125 gi 


a; Actinobacteria; Actinobacteridae; Act 


a; Actinobacteria; Actinobacteridae; Act 


Ac 


Rh 


se 


al 


’ 


al 


’ 


ma 


Oc 


se 


oc 


ue 


’ 


Oc 
s 


Ac 


en 
r. 


qu 
ti 


qu 
ti 


al 


en 
oc 


eq 
ri 


16S 3163362 3163455 33 125 gi 


Acetobacte 
219878373 
6S ribosomal RNA, partial sequence 175041117518 
etobacte 
219878301 
1850849 18521 


odo 


219878297 


que 
ino: 


219878295 


se 
Act 


219878240 


se 
Act 


219878176 
2028754 20301 


tia 


219878145 
2067059 20685 


yel 


219857646 


que 
ino 


219857345 


cac 


219857227 


nce 
Rho 


219857223 
2651733 26532 


yel 


219857221 


equ 
tin 


219857206 


ce 


219846857 


enc 
nom 


219846842 


enc 
nom 


219846823 


es; 


219846819 


ce 
cac 


219846814 


uen 
a; 


strain Ekho Lake-172 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 


219846813 


race 
ref 


ae; Acetobac 
NR_025512.1 


race 
ref 


ae; Acetobac 
NR_025440.1 
spirillaceae; Roseos 
NR_025436.1 
9 
it 


nce 


mycet ; Corynebac 
ref|NR_025434.1 
e 1858220 185970 


cetales; Coryneb 


quenc 
inomy 


ref |NR_025379.1 
e 1931360 193276 
ceta 


quenc 
inomy 
ref|NR_025315.1 


Chr 
ref 


omatium. 
NR_025284.1 


ceae; 


res! 
ref 


aceae auera. 
NR_025235.1 
132540 213398 


ales; Corynebact 


ND 


nce 
mycet 


’ 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref|NR_024855.1 
2645713 264719 
lales; Rhodocycl 
ref|NR_024851.1 


25473 
eae; 


docyc 


aceae; Azoarcus. 
ref|NR_024849.1 
2654667 265613 


tales; Corynebac 


ence 
omyce 


ref|NR_024834.1 
2674215 2675666 Thioba 
ref|NR_026449.1 

3096668 309807 
les; Corynebacte 


e 
yceta 


ref 
3 
les; 


NR_026434.1 
119211 312059 
Corynebacte 


e 
yceta 


ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


31476 
Cory 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref|NR_026406.1 
161511 316291 
bacterales; Rhod 


31537 
eae; 


ce 
Rhodo 


Ww 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
Pp 


ira. 

Corynebacterium 
9 Corynebacterium 
erineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Actinomyces 
0 Actinomyces 


les; Actinomycineae; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Corynebacterium 
8 Corynebacterium 
terineae; 


Thiobacter 
cter subterraneus 


Corynebacterium 
1 Corynebacterium 
rineae; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Antarctobacter 

0 Antarctobacter 
obacteraceae; 


ref |NR_026405.1 
3162961 3164378 Roseov 


Roseovarius tolerans 
arius tolerans Bacteria; 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 
6 
lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 

6 


Firmicutes; Clost 


aurantia Bacteria 
Pseudoalteromonas 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 
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GTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTT 
AAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGA 
AGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTTCCTTTCTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAG 
GGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGGGATTAGCT 
AGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGTGTTG 
TGGTTAATAACCRCAGCAATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTAC 
TGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGG 
GGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTACTCTTGACATCCACGGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGT 
CAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTA 
GTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCG 
TCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTACCACTTGTGATTCATGACTGGGACAAGNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAATGCTTGG 
GAATATGCCTTTTGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATGATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCAAAAGATTAG 
CCCAAGTGGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAG 
TAAGGAGGAAAGGTTAAGTGTTAATAGCACTTAGCTGTGACGTTACTTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGA 
GCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACT 
AGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCT 
CATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGTTCCTCGGAACTGTTTTTCAAAGCT 
AACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCA 
ACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACTAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGATAAACCGGAG 
GAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGC TACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATC 
ACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGAC 
GAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGAGTTAGCAATAACTCTTAGTGGCGAACGGGTGAGTAACGCGTAGACACCTGCCTCTAAACTGGG 
GACAACACCGCGAAAGTGGTGCTAATACCGAATGTGGTAACTTGGTTGCATGACTGAGTTAAGAAAGGTGGCCTCTATATATAAGCTACCGTTTAGAGATGGGTC 
TGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTCGTTT 
GGGACGAACGTATCTTGTGTAAATAATGCAAGGTAATGACGGTACCAAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAG 
CGTTGTCCGGAATTATTGGGCGTAAAGGGCGTGTAGGTGGATCTTTAAGTCTTGTGTCTAAGTGCGGAGCTCAACTCCGTATGGGCGCAGGAAACTGGGGATCTT 
GAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTGTCTGACACTG 
AGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTCCTGTGCCGGAGT 
TAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGC 
AACGCGAAGAACCTTACCAGGGCTTGACATTGAGTGAAAAACCAAGAGATTGGTTCCTCCCTTCGGGGACACGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGCAGACAATGCGGA 
GGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGCTTAAACAAAGCGAAGCAAGCCTGCGAAGGTAAGCGAA 
ACGCATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCCTCCGTGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGAAACACCCGAAGCCGGTGGGGTAACCGCAAGGAGCCAGCCGTCTAAGGTGGGGCCGATGATTGGGGT 
GAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTCTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
TGGCTCTGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTCTGGTAACTGATTTTTGATGCTTGCATCAAAATGAAGATACATTTGAGTGAG 
CGGCGGATGGGTGAGTAACACGTGGGTAACCTGCCCTAAAGTGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATAACAACAACTTCCACATGGAGGATGT 
TTGAAAGATGGTTCTGCTATCGCTTTAGGATGGACCCGCGGCGTATTAGTTAGTTGGTGAGGTAAAGGCTCACCAAGACGATGATACGTAGCCGACCTGAGAGGG 
TAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAG 
TGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTGAAGAAGAACATGCGTGAGAGTAACTGTTCATGTATTGACGGTATTCAACCAGAAAGCCACGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTTATTAGGTCTGATGTGAAAGCCCTCGGC 
TCAACCGAGGAAGTGCATCGGAAACCGGTAAACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT 
GGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTA 
AGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATACCATGAAAAGCTAAGAGATTAGTCTTTCCCTTCGGGGAC 
ATGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATCAGTTGCCAGCATTAAGTTGG 
GCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTA 
CAACGTGTTGCGAACTCGCGAGGGCAAGCAAATCACTTAAAACCGATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGGGTAACCTTTTAGGAG 
CTAGCCGTCTAAGGTGGGACAAATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTCTANNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAGGCCCAAGCTTGCTTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTACCCTGAACTC 
TGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCGCACTTTAGTGTGTGTGGTGGAAAGTTTTTTCGGTTCAGGATGAGCCCGCGGCCTATCAGCTT 
GTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCGAGGGACGAAGCTAGCTT 
GCTAGTGACTGTACCTTGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCT 
CGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAACTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGAT 
TAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTAGGGACCTTCCACGGTTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACAT 
ATACAGGATCGCTGCAGAGATGTAGTTTCCCTTGTGGCTTGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

615048 Bacteria_16S 120239 120347 18 125 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
615048 Bacteria_16S 127842 127898 18 74 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

615048 Bacteria_16S 167524 167580 18 74 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

615048 Bacteria_16S 169048 169104 18 74 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

615048 Bacteria_16S 173542 173598 18 74 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

615048 Bacteria_16S 175050 175106 18 74 gi|265678946|ref|NR_029254.1| Vibrio aestuarianus 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

615048 Bacteria_16S 176536 176592 18 74 gi| 265678945 |ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

615048 Bacteria_16S 190330 190425 31 125 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

615048 Bacteria_16S 196371 196466 31 125 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
strain A30 16S ribosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

615048 Bacteria_16S 222636 222692 18 74 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

615048 Bacteria_16S 265121 265229 18 125 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
615048 Bacteria_16S 268139 268231 34 125 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

615048 Bacteria_16S 342822 342930 18 125 gi|265678829|ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

615048 Bacteria_16S 368069 368177 18 125 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 374045 374153 18 125 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

615048 Bacteria_16S 409382 409490 18 125 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 418742 418834 31 122 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

615048 Bacteria_16S 435787 435895 18 125 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

615048 Bacteria_16S 449607 449715 18 125 gi| 265678755 |ref|NR_029060.1| Saccharothrix 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Saccharothrix. 


615048 Bacteria_16S 463339 463435 30 125 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
615048 Bacteria_16S 486270 486326 18 74 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

615048 Bacteria_16S 492495 492587 31 122 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

615048 Bacteria_16S 494037 494145 18 125 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

615048 Bacteria_16S 495542 495650 18 125 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

615048 Bacteria_16S 524554 524646 31 122 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

615048 Bacteria_16S 567331 567387 18 74 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

615048 Bacteria_16S 577851 577943 31 122 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

615048 Bacteria_16S 597306 597362 18 74 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
strain BCH 16S ribosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

615048 Bacteria_16S 598689 598797 18 125 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
615048 Bacteria_16S 600219 600327 18 125 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 615682 615738 18 74 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

615048 Bacteria_16S 709157 709213 18 74 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

615048 Bacteria_16S 727842 727934 31 122 gi|265678563|ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
615048 Bacteria_16S 733759 733815 18 74 gi| 265678559 |ref|NR_028863.1| Thiohalocapsa 
halophila strain 4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 

615048 Bacteria_16S 763303 763395 31 122 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

615048 Bacteria_16S 786376 786484 18 125 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 795511 795599. 17 105 gi| 265678515 |ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

615048 Bacteria_16S 815524 815632 18 125 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

615048 Bacteria_16S 838362 838454 31 122 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
615048 Bacteria_16S 854868 854976 18 125 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

615048 Bacteria_16S 877566 877674 18 125 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
615048 Bacteria_16S 1691307 1691399 31 122 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 
615048 Bacteria_16S 1705187 1705243 18 74 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 
615048 Bacteria_16S 1709758 1709850 31 122 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
615048 Bacteria_16S 1741723 1741779 18 74 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 
615048 Bacteria_16S 1753912 1753968 18 74 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
615048 Bacteria_16S 1757042 1757098 18 74 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 
615048 Bacteria_16S 1771932 1772040 18 125 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
615048 Bacteria_16S 1773430 1773538 18 125 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
615048 Bacteria_16S 1788468 1788576 18 125 gi| 219878343 |ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 
615048 Bacteria_16S 1793075 1793131 18 74 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
615048 Bacteria_16S 1799159 1799267 18 125 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
615048 Bacteria_16S 1811470 1811578 18 125 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
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strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
615048 Bacteria_16S 2346737 2346845 18 125 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

615048 Bacteria_16S 2348246 2348354 18 125 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

615048 Bacteria_16S 2354294 2354402 18 125 gi|219857491|ref|NR_025079.1| Desulfomonile 
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6S ribosomal RNA, partial sequence 2819828 28212 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


gi| 219856909 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; 


Streptosporangiaceae; 


219856902 
28319 


gi 


Streptomycineae; 


gi| 219856895 


complete sequence 


a; Actinobacteria; Actinobacteridae; Act 


74 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


122 


219856887 

28549 
Enterobac 

219856880 


gi 


gi 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 


stanieri Bacteria 
Marinobacterium. 

6 
strain CM-10 16S 


15048 Bacteria_16S 


2893983 2894091 18 


; Proteobacteria; Gammaproteobacteria; 


125 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


615048 Bacteria_16S 


strain CM-01 16S 


2895478 2895586 18 


125 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


615048 Bacteria_16S 
train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 


tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae 


615048 Bacteria_16S 


strain IAM 14851 


strain IFO 15467 


Proteobacteria; G 


2896972 2897080 18 


; Mycetocola. 
2901510 2901618 18 


2930465 2930557 31 


2934979 2935087 18 


125 


125 


122 


125 


gi| 219856860 
2893553 28949 


gi| 219856859 
2895048 28964 


219856858 
sequence 


gi 


gi|219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
615048 Bacteria_16S 


gi| 219856836 


16S ribosomal RNA, partial sequence 2930007 29314 
ammaproteobacteria; Oceanospirillales; 
615048 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 


Oceanobac 


gi| 219856833 


multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


a 


15048 Bacteria_16S 


2939481 2939589 18 


125 


IFO 16102 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 


gi| 219856830 


Enterobacteriaceae; 


Enterobacteriaceae; 


Actinomycetales; 


sequence 
Actinomycetales; 


Planomonospora. 


inomycetales; 


Alteromonadales; 


Actinomycetales; 


ref |NR_024774.1 


ref|NR_024770.1 
Enterobacteriac 
ref |NR_024769.1 


ref |NR_024768.1 


ref|NR_024755.1 
6 
Microco 
ref|NR_024746.1 


279714 


ref|NR_024735.1 
09 Tetrasphaera 
Intrasporangia 
ref |NR_024732.1 

2818334 281977 
Strept 


ref |NR_024731.1 
70 Planobispora 
Streptosp 
ref |NR_024730.1 
partial sequen 


ref|NR_024723.1 
28 2833415 Strept 
Streptomyceta 
ref|NR_024714.1 

2842551 284406 
Streptomyc 


ref |NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024699.1 

2865789 286730 
Alteromo 
ref |NR_024679.1 
Microbacteriac 
ref |NR_024678.1 
Microbacteriac 
ref|NR_024677.1 
2896542 289798 
Micr 
ref |NR_024674.1 
Microbacteriac 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref |NR_024652.1 
293453 
Oceanospirillale 


Actinokineospora 


56 2761026 Actinokineospora terrae 
Pseudonocardineae; Actinosynnemataceae; 


Edwardsiella tarda 


40 Edwardsiella tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


56 Edwardsiella ictaluri Bacteria; 
Edwardsiella. 


Edwardsiella hoshinae 


72 Edwardsiella hoshinae Bacteria; 
Edwardsiella. 


Okibacterium 
8 Okibacterium 
ccineae; 


Cryptosporangium 
5 2798614 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Planomonospora 

7 Planomonospora 

osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Kitasatospora 

5 Kitasatospora 

ineae; 


Pseudomonas flectens 
monas flectens Bacteria; 


Marinobacterium 
5 Marinobacterium 


nadaceae; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 
Micrococcineae; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 
Micrococcineae; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Oceanobacter kriegii 


kriegii Bacteria; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 


ref|NR_024649.1 


Lentzea albida strain 


2939058 2940528 Lentzea albida Bacteria; 


615048 Bacteria_16S 2977403 2977511 18 


125 


gi| 219846938 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 


macrosporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
615048 Bacteria_16S 2978935 2979043 18 


125 


gi|219846937 


thermolineatus strain A1484 16S ribosomal RNA, partial sequence 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
615048 Bacteria_16S 2980470 2980578 18 


125 


gi| 219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 

615048 Bacteria_16S 2988107 2988215 18 
strain IFO 15059 
615048 Bacteria_16S 2992681 2992765 31 
strain 441-1 16S 


125 


114 


ribosomal RNA, partial sequence 


gi| 219846931 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi|219846928 
2992209 29936 


Actinomyc 


Actino: 


Actino: 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; 


615048 Bacteria_16S 3006417 3006525 18 


125 


strain 801 16S ribosomal RNA, partial sequence 


615048 Bacteria_16S 3022967 3023075 18 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 


125 


gi|219846919 
3005987 30074 


gi| 219846908 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 


Gordoniaceae; Gordonia. 
615048 Bacteria_16S 3098567 3098675 18 
strain F98.3HR69 


615048 Bacteria_16S 
pedioforme strain 


3149620 3149676 18 


615048 Bacteria_16S 3200068 3200160 31 


kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial seque 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacterid 


Corynebacteriaceae; Corynebacterium. 
615048 Bacteria_16S 3249809 3249901 31 
strain DSM 43678 


615048 Bacteria_16S 
strain DSM 43311 


3251309 3251401 31 


Microtetraspora. 


615048 Bacteria_16S 3351497 3351605 18 


125 


74 


122 


122 


122 


125 


gi|219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi| 219846822 


DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; 


gi|219846788 


gi|219846754 


16S ribosomal RNA, partial sequence 3249381 32508 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 


gi|219846753 


16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporang 


gi| 219846683 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 


615048 Bacteria_16S 3366933 3367025 31 


122 


gi|219846672 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 


longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
615048 Bacteria_16S 


Streptosporangium. 
3368433 3368525 31 


122 


Actinomyc 


gi|219846671 


claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 


claviforme Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Streptosporangium. 
615048 Bacteria_16S 3369929 3370021 31 
carneum strain DSM 44125 16S ribosomal 
carneum Bacteria; 
Streptosporangiaceae; 
615048 Bacteria_16S 

album strain DSM 


Streptosporangium. 
3371428 3371520 31 


Streptosporangium. 
615048 Bacteria_16S 
marinum DSM 5261 


3388182 3388238 18 


122 


122 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


74 


Actinomyce 


gi|219846670 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


219846669 
33709 
Stre 


gi 


gi| 219846653 


16S ribosomal RNA, partial sequence 3387742 33891 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


615048 Bacteria_16S 
strain DSM 20167 


3400177 3400285 18 


615048 Bacteria_16S 
strain DSM 20119 


3401703 3401811 18 


125 


125 


gi|219846645 


16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi| 219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


615048 Bacteria_16S 3403243 3403351 18 


125 


gi| 219846643 


sequence 


Chromat 


, 


ref 
etales; 
ref 
mycetales; 
ref 
mycetales; 


ref 
56 Skermania piniformis Bacteria; 
eae; 
ref 
81 Legionella brunensis Bacteria; 


ref 
53 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ref 


tinomycetales; C 


ref 
44 Arthrobacter rhombi Bacteria; 


ref 


iales; 
ref 

nce 

ae; 


ref 
29 Nonomuraea salmonea Bacteria; 
ineae; 
ref 
28 Microtetraspora glauca Bacteria; 
ineae; 


ref 
38 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


etales; 
tales; 


es; 


ref 
99 3372445 Strept 
ptosporangineae; 


ref 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatiu 
ref 
13 Arthrobacter sulfureus Bacteria; 


ref 
49 Arthrobacter oxydans Bacteria; 


ref 


NR_026530.1 
2976976 297845 


NR_026529.1 
2978510 297999 


NR_026528.1 
2980041 298152 


NR_026523.1 


Gordoniacea 
NR_026520.1 


Legionella. 
NR_026511.1 


Microbacteriac 
NR_026500.1 
3022528 302398 


NR_026448.1 


Micrococcaceae 
NR_026414.1 
3149167 315062 
Chromatia 
NR_026380.1 

319961 
Actinomyceta 


NR_026346.1 


Streptosp 
NR_026345.1 


Streptosp 
NR_026275.1 


Microbacteriac 
NR_026264.1 
3366504 336795 
Streptos 


NR_026263.1 
3368004 336944 
Streptosp 


NR_026262.1 
3369499 337094 


Streptospora 


NR_026261.1 


NR_026245.1 


NR_026237.1 


Micrococcaceae 
NR_026236.1 


Micrococcaceae 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Skermania piniformis 


e; Skermania. 
Legionella brunensis 


Frigoribacterium faeni 


eae; Frigoribacterium. 
Gordonia 

4 Gordonia 

orynebacterineae; 


Arthrobacter rhombi 


; Arthrobacter. 
Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Corynebacterium 

4 3201013 Corynebacterium 

les; Corynebacterineae; 


Nonomuraea salmonea 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


orangiaceae; 
Agrococcus jenensis 


eae; Agrococcus. 
Streptosporangium 

3 Streptosporangium 

porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 
Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Rhabdochromatium 


m. 
Arthrobacter sulfureus 


; Arthrobacter. 
Arthrobacter oxydans 


; Arthrobacter. 


NR_026235.1 


Arthrobacter ilicis 


strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
615048 Bacteria_16S 


strain DSM 20116 


6 
rubra strain ATCC 
acteria; Proteob 


igrifaciens stra 
igrifaciens Bact 
seudoalteromonas 


AnWDASDaANWYW 


arrageenovora st 


Pseudoalteromonad 
6 
atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 

6 
strain DSM 20550 
Actinobacteria; A 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


615048 Bacteria_16S 


seudoalteromonas. 
15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


3404773 3404881 18 125 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
3406299 3406407 18 


125 gi 


3419862 3419918 18 74 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


3421340 3421396 18 74 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
3424307 3424363 18 74 gi 
rain ATCC 12662 16S ribosomal RNA, par 


aceae; Pseudoalteromonas. 
3427266 3427322 18 74 gi 
IAM 12927 16S ribosomal RNA, partial s 


3449449 3449557 18 125 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3455639 3455747 18 125 gi 
ctinobacteridae; Actinomycetales; Micr 
3460183 3460291 18 125 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 


615048 Bacteria_16S 


3461703 3461811 18 125 gi 


a; Proteobacteria; Gammaproteobacteria; 


219846642 
ar 
ridae; 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
15048 Bacteria_16S 


oc 
219846631 
ence 34194 
nadales; 


219846630 
al sequenc 
ria; 


219846628 
ti 


219846626 
equence 

; Alteromo 
219846610 
34490 
Stre 


ales; 


219846606 


16S ribosomal RNA, partial sequence 3455187 34566 


ococcineae 
219846602 
te sequenc 
ae; Actino 


219846601 


strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 34627 


Actinobacteria; A 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


strain DSM 20545 
Actinobacteria; A 


strain DSM 20133 
Actinobacteria; A 


6 
globiformis strai 
globiformis Bacte 
Arthrobacter. 

strain DSM 7485 1 
Actinobacteria; A 
6 
strain DSM 7486 1 
Actinobacteria; A 
6 
strain DSM 20542 
Actinobacteria; A 


615048 Bacteria_16S 


strain DSM 20528 
Actinobacteria; A 


615048 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; G 


615048 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


ctinobacteridae; Actinomycetales; Micr 
3463226 3463334 18 125 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 

3464749 3464857 18 


125 gi 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ctinobacteridae; Actinomycetales; Micr 
3469320 3469428 18 125 gi 


ococcineae 
219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ctinobacteridae; Actinomycetales; Micr 
3470838 3470946 18 125 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3513193 3513301 18 
6S ribos 
ctinobac 


125 gi 
teridae; Actinomycetales; Micr 
3514717 3514825 18 125 gi 
6S ribos 
ctinobacteridae; Actinomycetales; Micr 
3516235 3516343 18 125 gi 
16S ribo 
ctinobacteridae; Actinomycetales; Micr 


3517757 3517865 18 125 gi 


ococcineae 

219846595 
sequence 

Actinomyc 


219846567 


omal RNA, partial sequence 3512760 35142 


occineae 


66 


oc 
2198465 


omal RNA, partial sequence 3514284 35157 


ococcineae 
219846565 


somal RNA, partial sequence 3515805 35172 


occineae 
64 


oc 
2198465 


16S ribosomal RNA, partial sequence 3517327 35187 


ctinobacteridae; Actinomycetales; Micr 
3559266 3559322 18 74 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3565267 3565323 18 74 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


oc 
219846536 
35587 
onaceae; V 
219846532 
35647 
onaceae; V 


6 
strain NS 16S rib 


15048 Bacteria_16S 


3566773 3566829 18 74 gi 
osomal RNA, partial sequence 


219846531 


tial seq 
Act 


occineae 


P 


Alter 


al seque 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


occineae; 


ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref 
nce 


NR_026220.1 
342386 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026187.1 

3470399 347186 
etales; Micrococ 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref |NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026156.1 


; Microbacteriac 
ref |NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


v 


Arthrobacter. 
Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Arthrobacter agilis 


agilis Bacteria; 


v 


Arthrobacter. 
Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Arthrobacter citreus 


citreus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio natriegens 
natriegens Bacteria; 


ref |NR_026123.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio diazotrophicus 


3566301 3567756 Vibrio diazotrophicus Bacteria; 


AGCGCAACCCTTGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGTCGCGAGCCTGTGAGGGTGAGCTAATCGCTGAAAGCCGGCCTCAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAA 
AGTTGGTAACACCCGAAGCCAGTGGCCCAACCCTTGTGGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGG 
CGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAG 
CCCTGGAAACGGGGTCTAATACCGGATAACACTCTGTCCCGCATGGGACGGGGTTAAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTG 
GGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTA 
CCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTG 
TCACGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAAT 
GCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCA 
TCAGAGATGGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTAT 
GTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGAAGTCGTGAGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAA 
CTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGG 
TAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTG 
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Arthrobacter. 
Saccharothrix 


4210162 4211590 Saccharothrix 
Pseudonocardineae; 


Pseudoalteromonas 


4213214 4214713 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Pseudoalteromonas 


4214764 4216269 Pseudoalteromonas 


paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


strain SE-32A-C8 
Proteobacteria; 


strain Ifremer A3 
Proteobacteria; 


strain CTCBS1 16S 
Proteobacteria; 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 
6 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


strain Kysw2 16S 
Proteobacteria; 

6 
strain 50 16S rib 
Proteobacteria; G 
6 
strain PB 1 16S r 
Proteobacteria; G 


D 


615048 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 
6 
thermophilus stra 
thermophilus Bact 
Methylococcus. 


615048 Bacteria_16S 


whittenburyi stra 


Methylococcaceae; 


615048 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


615048 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


615048 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


615048 Bacteria_16S 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


615048 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


615048 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


615048 Bacteria_16S 


actinomycetemcomi 
Pasteurellales; P 
6 
strain 2678 16S r 


615048 Bacteria_16S 


G 
615048 Bacteria_16S 


G 
615048 Bacteria_16S 


G 
615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


Aggregatibacter actinomycetemcomitans Bacteria; 


15048 Bacteria_16S 


3541 3584 31 74 gi 
16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 
41273 41316 31 74 gi 
65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
44275 44318 31 74 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
77575 77666 35 125 gi 
eria; Proteobacteria; Deltaproteobacte 
134009 134104 31 125 gi 
n NC 16S ribosomal RNA, partial sequen 


265679061 


onaceae; 
265679034 
43805 
Halomonad 
265679012 
in B331 16S ribosomal RNA, partial sequence 
ria; 


265678973 
ce 


4533 


ionellacea 
265679036 


40774 


45323 


Desul 


13354 


Vv 


ref|NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 
e; Legionella. 
ref |NR_029344.1 
42243 Vibrio 
ibrio. 
ref|NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 
aceae; Carnimonas. 
ref |NR_029320.1| Desulfospira 
77090 78536 Desulfospira 
fobacterales; Desulfobacteraceae; 


Vibrio pectenicida 
pectenicida Bacteria; 


e 


Arthrobacter 
bacter ureafaciens 


ref|NR_029281.1 
6 135015 Arthro 


acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

141552 141643 35 125 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
ain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
teria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 

143035 143126 35 125 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
eltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

170537 170580 31 74 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
osomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172047 172090 31 74 gi| 265678948 |ref|NR_029256.1| Vibrio gazogenes 
ibosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

178057 178100 31 74 gi|265678944|ref|NR_029252.1| Aeromonas punctata 

16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

179536 179579 31 74 gi| 265678943 |ref|NR_029251.1| Methylococcus 
in IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
eria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

193350 193393 31 74 gi| 265678934 |ref|NR_029242.1| Methylobacter 
in 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 


asteurellaceae; Aggregatibacter. 
315225 315320 31 125 
ibosomal RNA, partial sequence 


gi 


265678850 
314818 31623 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcales; 


Methylobacter. 
194862 194905 31 74 gi|265678933|ref|NR_029241.1| Methylococcus 
Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 
199474 199565 35 125 gi|265678930|ref|NR_029238.1| Pelobacter 
in WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
215025 215068 31 74 gi|265678919|ref|NR_029227.1| Halomonas elongata 
ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
245628 245723 31 125 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
n CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
280241 280332 35 125 gi| 265678873 |ref|NR_029179.1| Geobacter 
rain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
283311 283402 35 125 gi|265678871|ref|NR_029177.1| Desulfobacter 
in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
292508 292551 31 74 gi|265678865|ref|NR_029171.1| Aggregatibacter 
tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


ref|NR_029155.1| Rickettsia canadensis 
1 Rickettsia canadensis Bacteria; 
e; Rickettsieae; Rickettsia; typhus 


, 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
group. 

615048 Bacteria_16S 316689 316784 31 125 gi| 265678849 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 31628 


ref|NR_029154.1| Rickettsia akari 
2 317695 Rickettsia akari Bacteria; 


fever group. 
615048 Bacteria_ 


Idiomarina. 
615048 Bacteria_ 


anticariensis str 
anticariensis Bac 


Halomonas. 
615048 Bacteria_ 


denitrificans str 
denitrificans Bac 


seudovibrio. 


P 
615048 Bacteria_ 
a 


Enterobacteriales 


6 


Proteobacteria; 


fontislapidosi st 
fontislapidosi Ba 


symbiotica subsp 


15048 Bacteria_16S 
strain G-16.1 16S 
G 
615048 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
16S 366615 366658 31 74 gi|265678810|ref|NR_029115.1| Idiomarina 
rain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
cteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
16S 369636 369679 31 74 gi| 265678808 |ref|NR_029113.1| Halomonas 
ain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
teria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
16S 371084 371127 31 74 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
ain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
16S 400163 400206 31 74 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
- australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 
Photorhabdus asymbiotica subsp. australis Bacteria; Proteobacteria; Gammaproteobacteria; 
; Enterobacteriaceae; Photorhabdus. 
490988 491031 31 74 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
516894 516937 31 74 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
» thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


luminescens subsp 
Photorhabdus luminescens subsp. 
Enterobacteriales 
615048 Bacteria_16S 
luminescens subsp 
luminescens subsp 
Enterobacteriacea 


6 
strain CIP 105566 
roteobacteria; 


9A NDR Sa 


Acidithiobacillus 
6 


6 
strain 279-56 16S 
Proteobacteria; 

cloacae complex. 
6 
strain DSM 30039 
Proteobacteria; 


Buttiauxella. 
6 
strain NVI 88/478 
Proteobacteria; 

6 
strain B43 16S ri 
Proteobacteria; 


strain XINach 16S 
Proteobacteria; 


luminescens subsp 


Enterobacteriales 


615048 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


15048 Bacteria_16S 


G 
15048 Bacteria_16S 
ariniglutinosa s 
ariniglutinosa B 
seudoalteromonas 
15048 Bacteria_16S 
lbertensis strai 
lbertensis Bacte 


15048 Bacteria_16S 
40M4T 16S ribosomal RNA, 
Gammaproteobacter 
15048 Bacteria_16S 
G 
15048 Bacteria_16S 
G 
615048 Bacteria_16S 
warmboldiae strai 
warmboldiae Bacte 


15048 Bacteria_16S 


G 
15048 Bacteria_16S 


G 
615048 Bacteria_16S 


G 
615048 Bacteria_16S 


Photorhabdus luminescens subsp. 


; Enterobacteriaceae; 


518460 518503 31 
- kayaii strain 1121 1 
- kayaii Bacteria; Pro 
e; Photorhabdus. 
545929 545972 
16S ribosomal RNA, 
ammaproteobacteria; En 
547416 547459 31 
train KMM 3635 16S rib 
acteria; Proteobacteri 


31 
pa 


a; 
562826 562869 31 
n DSM 14366 16S riboso 
ria; Proteobacteria; G 
644672 644715 31 
complete sequence 
ia; Vibrionales; Vibriona 
662599 662642 31 
ribosomal RNA, partia 
ammaproteobacteria; En 


689932 689975 31 
16S ribosomal RNA, par 
ammaproteobacteria; En 
691484 691527 31 
n NSW 326 
ria; Proteobacteria; G 
710728 710771 
16S ribosomal RNA, 
ammaproteobacteria; Al 
716923 716966 31 
bosomal RNA, partial s 
ammaproteobacteria; En 
721566 721609 31 
ribosomal RNA, partia 
ammaproteobacteria; En 
723152 723195 31 


31 
pa 


laumondii strain TTO 


; Enterobacteriaceae; 


724735 724778 31 


Enterobacteriaceae; 


’ 


74 


74 


74 


74 


74 


644174 645732 Vibri 


ceae; 
74 


1 sequence 
terobacteriales; 


74 


74 


74 


74 


equence 
terobacteriales; 


74 


1 sequence 
terobacteriales; 


74 


74 


gi 


6S ribosomal RNA, 
teobacteria; 


gi 


rtial sequence 
terobacteriales; 


gi 


osomal RNA, part 
Gammaproteoba 


gi 


mal RNA, partial 
ammaproteobacter 


gi 


Vibrio. 
gi 


gi 


tial sequence 689459 69096 
terobacteriales; 


gi 


16S ribosomal RNA, partial 
ammaproteobacter 


gi 


rtial sequence 
teromonadales; 


gi 


716437 71796 


gi 


gi 


1 16S ribosomal 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


gi 


Gammaproteoba 


662137 66364 


M 


721087 72261 


265678706 
complete 


265678688 

54547 
Enterobac 
265678687 
ial sequen 
cteria; Al 


265678677 
sequence 
ia; Acidit 


265678621 


265678607 
Enterobac 
265678589 


Enterobac 
265678588 
sequence 

ia; Entero 


265678575 
71023 

oritellace 

265678570 


Enterobac 
265678567 


Enterobac 
265678566 
RNA, parti 


teri 
ref 


tero. 


ref 


hiob 


ref 
o le 


ref 


teri 


ref 


teri 
ref 


bact 


ref 


ae; 
ref 


teri 
ref 


teri 
ref 
als 


265678565 


ref 


5 546925 Enter 


ce 546976 54845 


562358 56385 


7 Enterobacter 


691014 69252 


9 711741 Morit 


8 Enterobacter 


2 Photorhabdus 


° 
aceae; Enter 
NR_028992.1 
8 
monadales; P 
NR_028982.1 
1 
acillales; 


NR_028926.1 
ntus Bacteri 


NR_028912.1 


aceae; Enter 


NR_028894.1 


aceae; Citro 
NR_028893.1 
0 
eriales; Ent 
NR_028880.1 
e 
Moritella. 


NR_028875.1 


aceae; Enter 
NR_028871.1 


aceae; Photo 
NR_028870.1 
equence 


thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


ref|NR_029011.1] Photorhabdus 
sequence 517982 519496 Photorhabdus 

cteria; Enterobacteriales; 
ref|NR_028993.1| Enterobacter kobei 


bacter kobei Bacteria; 

obacter. 
Pseudoalteromonas 
Pseudoalteromonas 

seudoalteromonadaceae; 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Vibrio lentus strain 
a; Proteobacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Moritella viscosa 
lla viscosa Bacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


NR_028869.1 


akhurstii strain FRG0O4 16S ribosomal RNA, partial sequence 
Photorhabdus luminescens subsp. 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


15048 Bacteria_16S 
Rl 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
15048 Bacteria_16S 787924 788019 31 
strain M39 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; Th 
615048 Bacteria_16S 791023 791066 31 
strain Pull 5.3 16S ribosomal RNA, comp 
Proteobacteria; Gammaproteobacteria; Al 
615048 Bacteria_16S 814047 814142 31 
cyclicum strain ALM1 16S ribosomal RNA, 
Bacteria; Proteobacteria; Gammaproteoba 
615048 Bacteria_16S 818505 818548 31 
strain 12993 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 820010 820053 31 
strain 256 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 844489 844532 31 
strain CFBP 5236 16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 848930 848973 31 
singaporensis str 
singaporensis Bac 
Klebsiella. 
615048 Bacteria_16S 
conservatrix stra 
conservatrix Bact 
Desulforegula. 
615048 Bacteria_16S 
mexicanus strain 
Bacteria; Proteob 
615048 Bacteria_16S 
sibiricum strain 
Bacteria; Proteob 
615048 Bacteria_16S 
strain Greoux 11 
Bacteria; Proteob 
615048 Bacteria_16S 
strain PSv29 16S 
Proteobacteria; D 
615048 Bacteria_16S 
subsp. vallismort 
subsp. vallismort 
Salinivibrio. 
615048 Bacteria_16S 967015 967058 31 
strain 4A 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; Oc 
615048 Bacteria_16S 986823 986866 31 
strain CDC 2970-59 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteoba 
615048 Bacteria_16S 988403 988446 31 
strain 167 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 989983 990026 31 
strain I-75 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 991554 991597 31 
strain DO 14784 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 1003793 1003836 31 
strain ATCC 33433 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 1009804 1009847 31 
strain OK-1 16S r 
Proteobacteria; G 
615048 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 
615048 Bacteria_16S 


769426 769469 31 


6 
Vv 
G 
6 


teria; Proteobacteria; 
853327 853418 35 
eria; Proteobacteria; 


858023 858114 35 


900494 900589 31 


903534 903577 31 


925299 925390 35 
ribosomal RNA, partial 


965431 965474 31 
is strain DV 16S ribos 
is Bacteria; Proteobac 


1026586 1026677 35 


ria; Proteobacteria; 


1109713 1109756 31 


cteria; 


teria; 


cteria; 


74 


onaceae; 


125 


gi| 265678533 |ref|NR_028837.1 

768965 770424 Vibrio ruber Bacteria 
Vibrio. 

gi|265678520|ref|NR_028824.1 


equence 
iotrichales; 


74 


125 
partial 
T 

74 
sequence 


terobacteriales; 


74 


equence 
terobacteriales; 


74 


74 


ain LX3 16S ribosomal RNA, partial seq 


Gammapro 


125 


in Mb1Pa 16S ribosomal RNA, partial se 
Deltaproteobacte 


125 


Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 


125 


AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 


74 


D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 


125 
sequence 


eltaproteobacteria; Desulfobacterales; 


74 


omal RNA, partia 
Gammaprot 


74 


quence 
eanospirillales; 


74 


artial sequence 
Enteroba 


74 


equence 
terobacteriales; 


74 


sequence 
terobacteriales; 


74 


74 


rtial sequence 
terobacteriales; 


74 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


125 


n ASRB2 16S ribosomal RNA, partial seq 
Deltaproteobacter 


74 


787469 78896 
ciricketts 


Pis 


gi|265678518 


lete sequence 790537 79204 
teromonadales; 


P 
gi 
sequenc 
hiotric 
gi 


265678503 
e 
hales; 

265678500 


818049 81950 
Enterobac 


gi| 265678499 
819558 82101 


gi| 265678483 


tial sequence 844000 84550 
terobacteriales; 


265678480 
uence 
eria; 


gi 
teobact 


265678477 
quence 
ria; 


gi 


265678473 
ce 85752 
ibrionales 
265678444 
e 90001 
hales; Pis 
265678442 
e 90307 
lales; 
gi|265678428 
924822 92631 


gi 


gi 


gi 


gi|265678401 


gi| 265678400 
966531 96793 


265678386 

98633 
cteriales; 
gi| 265678385 
987916 98944 
Enterobac 
gi| 265678384 
989496 99101 
Enterobac 
265678383 


gi 


gi 


ial sequence 991068 99256 
terobacteriales; 


Enterobac 
265678375 
10033 
Enterobac 
gi| 265678371 
1009316 10108 
Shewanellac 
gi| 265678360 
uence 
ia; Syntro 


gi 


gi| 265678302 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 


sychromona 


81355 
Pis 


Enterobac 


Enterobac 


Ente 


Desul 


Leg 


Desulfoba 


1 sequence 
eobacteria 


Halomonad 


iace 
ref |NR_028821.1 
daceae; 
ref |NR_028806.1 
9 815058 Thioal 
ciri 
ref|NR_028803.1 
teri 
ref 


aceae; 
NR_028802.1 


teri 
ref 


aceae; Kluy 
NR_028786.1 


teriaceae; Samso 
ref |NR_028783.1 

848542 849823 
robacteriales; E 


ref|NR_028780.1 
852834 854357 
fobacterales; De 


ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028730.1 
cteraceae; Desul 
NR_028703.1 
964933 966480 
ibrionales; V 
ref |NR_028702.1 
aceae; Halomonas 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref |NR_028673.1 


eae; Shewanella. 
ref|NR_028662.1 

1026088 102759 
phobacterales; S 


ckettsiaceae 


Vibrio ruber strain 
Proteobacteria; 


v 


Methylophaga alcalica 


2 Methylophaga alcalica Bacteria; 
ae; Methylop 


haga. 
Psychromonas arctica 


3 Psychromonas arctica Bacteria; 
Psychromonas. 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Kluyvera cryocrescens 


’ 


7 Kluyvera cryocrescens Bacteria; 
Kluyv 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 
Vv 


era. 
Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Klebsiella 
Klebsiella 
nterobacteriaceae; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Desulfovibrio 

ovibrio mexicanus 
aceae; Desulfovibrio. 
Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Legionella gresilensis 
ella gresilensis 
ionella. 

Desulfofaba gelida 


, 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Shewanella algae 


53 Shewanella algae Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


ref|NR_028604.1 
1109258 111072 


Collinsella 
0 Collinsella 


aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 

615048 Bacteria_16S 1111259 1111302 31 74 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

615048 Bacteria_16S 1118792 1118835 31 74 gi|228716249|ref|NR_027549.1| Escherichia fergusonii 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 1119805 Escherichia fergusonii ATCC 35469 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
615048 Bacteria_16S 1129391 1129486 31 125 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

615048 Bacteria_16S 1135405 1135448 31 74 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

615048 Bacteria_16S 1185366 1185409 31 74 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

615048 Bacteria_16S 1186877 1186920 31 74 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

615048 Bacteria_16S 1188388 1188431 31 74 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

615048 Bacteria_16S 1189899 1189942 31 74 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

615048 Bacteria_16S 1203615 1203658 31 74 gi| 228715356 |ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

615048 Bacteria_16S 1205122 1205165 31 74 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

615048 Bacteria_16S 1208168 1208211 31 74 gi|228715352|ref|NR_027524.1]| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

615048 Bacteria_16S 1244399 1244490 35 125 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
metallireducens strain 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
metallireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
615048 Bacteria_16S 1270022 1270113 35 125 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

615048 Bacteria_16S 1271479 1271570 35 125 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

615048 Bacteria_16S 1341173 1341264 35 125 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

615048 Bacteria_16S 1342750 1342793 31 74 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 

615048 Bacteria_16S 1354981 1355024 31 74 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

615048 Bacteria_16S 1373005 1373068 11 74 gi|228717983|ref|NR_027569.1| Burkholderia unamae 


strain MT1-641 1 
Proteobacteria; 


615048 Bacteria_ 


turnerae strain 
Bacteria; Proteo 
Teredinibacter. 


615048 Bacteria_ 


strain 08145 16S 
Proteobacteria; 
6 


15048 Bacteria_ 


6S ribosomal RNA, parti 
Betaproteobacteria; Bur 
16S 1377622 1377665 31 
T 
bacteria; Gammaproteoba 
16S 1382048 1382091 31 
ribosomal RNA, partial 
Gammaproteobacteria; Al 
16S 1403007 1403050 31 


al sequence 
kholderiales; 


74 


74 
sequence 


teromonadales; 


74 


1372563 13740 


Bu 
gi 


7902 16S ribosomal RNA, partial sequen 
cteria; Alteromo 


gi 


1381574 13830 


I 
gi 


ulvae strain UL12 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromona 


Ss. 


rkholderia 
228717562 
ce 13771 
nadales; A 


228717104 


diomarinac 


50 Burkholderia unamae MTI-641 Bacteria; 
ceae; Burkholderia. 

ref|NR_027564.1| Teredinibacter 

67 1378635 Teredinibacter turnerae T7901 
lteromonadales genera incertae sedis; 


ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 08145 Bacteria; 
eae; Idiomarina. 


219857444 
14026 


ref|NR_025032.1| Pseudoalteromonas 
05 1403959 Pseudoalteromonas ulvae 


615048 Bacteria_16S 
strain B-10-31 16 
Proteobacteria; 
615048 Bacteria_16S 
strain M1063U/93 
Proteobacteria; 

615048 Bacteria_16S 
strain M2000/95/1 
Bacteria; Proteobacteria; 
615048 Bacteria_16S 
bernardiae strain 


1412003 1412046 31 


1430440 1430483 31 


1442799 1442842 31 


1457771 1457866 31 


Arcanobacterium. 
615048 Bacteria_16S 
strain SK-1T 16S 
Proteobacteria; 

6 


1459231 1459274 31 
ribosomal RNA, partial 


15048 Bacteria_16S 1512126 1512169 31 


74 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


74 


16S ribosomal RNA, partial sequence 1429972 1 
Gammaproteobacteria; Pasteurellales; 


74 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


12 


LcDc 89/0504 16S ribosomal RNA, partial sequenc 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomyce 
74 gi| 224581413 
sequence 1458766 14602 


Gammaproteobacteria; Enterobacteriales; 


74 


strain 8025 16S ribosomal RNA, partial sequence 


Proteobacteria; 


615048 Bacteria_16S 1516642 1516733 35 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial 
Proteobacteria; 


phosphitoxidans Bacteria; 
Desulfotignum. 


Gammaproteobacteria; Pasteurellales; Pasteurellac 


12 


Delta 


gi|224581450 
1411537 14130 
Pseudoalter 
224581435 
4314 


gi 


Pasteurellac 
gi|224581426 
14423 
Pasteurellales; Pa 
5 gi|224581414 


Enterobac 
gi| 219878127 
1511717 15130 

5 219873435 

sequence 

proteobacteria; De 


gi 


ref|NR_027234.1 
omonadaceae; Alg 
ref|NR_027217.1 


eae; Phocoenobac 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; 
ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 
ref |NR_027194.1 
teriaceae; Xenor 
ref|NR_025266.1 


eae; 
ref|NR_025194.1 

1516159 151759 
sulfobacterales; 
ref|NR_024892.1 


eae; Idiomarina. 
ref|NR_024891.1 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Histophilus somni 


77 Histophilus somni Bacteria; 
Histophilus. 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 
eae; Idiomarina. 
ref|NR_025295.1| Aeromonas salmonicida 
e 1570477 1571981 Aeromonas salmonicida 
omonadales; Aeromonadaceae; Aeromonas. 


615048 Bacteria_16S 1545617 1545660 31 74 gi|219857261 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 15466 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
615048 Bacteria_16S 1547131 1547174 31 74 gi| 219857260 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 15481 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
615048 Bacteria_16S 1570964 1571007 31 74 gi| 219878156 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequenc 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aer 
615048 Bacteria_16S 1633447 1633490 31 74 gi|219878454 


litoralis strain 


615048 Bacteria_16S 
strain IBS S6874 
roteobacteria; 


1645657 1645700 31 


15048 Bacteria_16S 1657801 1657844 31 


15048 Bacteria_16S 
strain 75-80 16S 
Proteobacteria; 

615048 Bacteria_16S 
strain Albert 199 
Proteobacteria; 
615048 Bacteria_16S 
strain 888-76 16S 
roteobacteria; 


1659356 1659399 31 
ribosomal RNA, partial 


1667036 1667079 31 
82 16S ribosomal RNA, 


1671641 1671684 31 


15048 Bacteria_16S 1699072 1699115 31 


15048 Bacteria_16S 1766027 1766070 31 
alodurans strain 
acteria; Proteobacteria; 
15048 Bacteria_16S 
strain LMG 20362 
Proteobacteria; 

615048 Bacteria_16S 
strain 


1776506 1776549 31 


1784051 1784094 31 


615048 Bacteria_16S 1791614 1791657 31 


R-3712 16S ribosomal RNA, partial sequence 


DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; 


74 


16S ribosomal RNA, partial sequence 1645204 16466 
Gammaproteobacteria; Aeromonadales; 


74 


P 

6 

CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 

6 


74 


sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


74 


partial sequence 
Gammaproteobacteria; Enterobacteriales; 


74 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


74 


P 

6 

CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
6 
h 
B 
6 


74 


34Alc 16S ribosomal RNA, partial sequence 17655 
Gammaproteobacteria; 


74 


16S ribosomal RNA, partial sequence 1776030 17774 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


74 


LMG 20969 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


74 
17. 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


615048 Bacteria_16S 1794643 1794686 31 


15052 16S ribosomal RNA, partial sequence 


74 
17 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


615048 Bacteria_16S 1796128 1796171 31 


74 


Aeromona 
gi|219878446 
Aeromonadacea 

gi|219878436 


Vibrio. 
gi|219878435 
1658880 16603 

G 

219878430 

16665 

Enterobac 

gi|219878427 

1671187 16725 

Enterobac 

219878408 


gi 


gi 


Vibrio. 
gi| 219878360 
Chromatiales; Ecto 
gi|219878352 


Vv 
219878347 
17835 
Halomonad 

gi|219878341 
91138 1792572 Vibri 
Vibrio. 

gi| 219878339 
94167 1795601 Vibri 
Vibrio. 


gi 


219878338 


ref |NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025585.1 


e; Aeromonas. 
ref|NR_025575.1 
o fortis Bacteri 
ref|NR_025574.1 
rimontia. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 


teriaceae; Enter 
ref|NR_025547.1 
© pomeroyi Bacte 


ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025491.1 


ibrio. 
ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref |NR_025480.1 
o chagasii Bacte 


ref|NR_025478.1 
o xuii Bacteria; 


ref 


gi 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


48 Enterobacter cowanii Bacteria; 


obacter. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Halomonas muralis 

nas muralis Bacteria; 
Vibrio chagasii strain 

ria; Proteobacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


NR_025477.1 


strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Proteobacteria; 


Sporocytophaga. 


Alteromonas. 


strain HK85 16S 
Proteobacteria; 


strain DSM 5651 
Proteobacteria; 
6 
strain 2674 16S 


615048 Bacteria_ 
strain LMG 20536 


615048 Bacteria_ 
myxococcoides str 
myxococcoides Bac 


615048 Bacteria_ 
hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 
615048 Bacteria_ 
stellipolaris str 
stellipolaris Bac 


615048 Bacteria_ 


615048 Bacteria_ 


15048 Bacteria_ 


16S 1797682 1797725 31 74 


gi 
Gammaproteobacteria; Vibrionales; Vibri 
16S 1817641 1817692 23 74 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


16S 1848213 1848308 31 125 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 
16S 1860206 1860249 31 
ain LMG 21861 16S ribo 
teria; Proteobacteria; 


74 gi 
somal RNA, parti 
Gammaproteobact 


16S 1875458 1875501 31 74 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; Pa 
16S 1895643 1895734 35 125 gi 
1 
Deltaproteobacteria; Desulfobacterales; 
16S 1928745 1928788 31 74 gi 
ribosomal RNA, partial sequence 


gi 


219878337 


16S ribosomal RNA, partial sequence 1797206 17986 
Vv 


onaceae; 
219878324 
al sequenc 
Ss 


219878303 
1 
Actinomyc 


219878294 
al sequenc 


er 


219878284 


1874987 18764 


steurellac 
219878267 


6S ribosomal RNA, partial sequence 1895145 18966 
esulfoba 


D 
219878242 


1928261 19297 


phingoba 


sequence 


ia; Alte 


ref|NR_025476.1 
ibrio. 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref |NR_025442.1 
1847763 184924 
etales; Actinomy 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 
ref|NR_025423.1 
eae; Haemophilus 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025381.1 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Alteromonas 
3 Alteromonas 


eromonadaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Moritella profunda 


Proteobacteria; Gammaproteobacteria; Al 
615048 Bacteria_16S 
strain 2693 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Al 
615048 Bacteria_16S 
strain 95Al1 16S ribosomal RNA, complete 
Proteobacteria; Gammaproteobacteria; Pa 
615048 Bacteria_16S 
strain DSM 5000 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 
proteamaculans strain DSM 4543 16S ribo 
proteamaculans Bacteria; Proteobacteria 
Serratia. 
615048 Bacteria_16S 
strain DSM 30063 16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 
strain DSM 4576 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 
strain DSM 12358 


16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 
strain DSM 4594 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 
strain DSM 30118 16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 
DSM 5563 16S ribosomal RNA, partial seq 
Gammaproteobacteria; Enterobacteriales; 
15048 Bacteria_16S 
roteus strain 42 16S ribosomal RNA, pa 
acteria; Proteobacteria; Gammaproteoba 
15048 Bacteria_16S 
strain 81H-380. 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 
strain Eb 13/82 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 
strain $3/2-161 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 
strain $1/1-984 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 


6 
Pp 
B 
6 


1930281 1930324 31 


1962142 1962185 31 


1988216 1988259 31 


1989764 1989807 31 


1991312 1991355 31 


1992855 1992898 31 


1994403 1994446 31 


1995938 1995981 31 


1997483 1997526 31 


1999022 1999065 31 


2000556 2000599 31 


2002092 2002135 31 


2003624 2003667 31 


2005169 2005212 31 


2006715 2006758 31 


2008259 2008302 31 


teromonadales; M 
74 gi 
sequence 1929813 19 
teromonadales; Mor 

74 gi 
sequence 1961654 19 
steurellales; Pasteurel 
74 gi 
ial sequence 1987760 19 
terobacteriales; Entero 
74 gi 
somal RNA, parti 
Gammaproteobac 


or 


al 
te 


sequ 
ria; 


’ 


74 gi 
tial sequence 1990842 19 
terobacteriales; Entero 
74 gi 
ial sequence 1992387 19 
terobacteriales; Entero 
74 gi 
tial sequence 1993927 19 
terobacteriales; Entero 
74 gi 
ial sequence 1995493 19 
terobacteriales; Entero 
74 gi 
tial sequence 1997016 19 
terobacteriales; Entero 
74 gi 
uence 1998561 2000045 Pr 
Enterobacteriaceae; Pr 
74 gi 
rtial sequence 
cteria; Enteroba 
74 gi 
ial sequence 2001636 20 
terobacteriales; Entero 
74 gi 
ial sequence 2003168 20 
terobacteriales; Entero 
74 gi 


20 


cterial 


ial sequence 2006247 20 
terobacteriales; Entero 


itellace 
219878241 


313 


itellace 
219878220 


631 
lac 


219878203 


892 
bac 


219878202 


enc 
Ent 


219878201 


923 
bac 


219878200 


938 
bac 


219878199 


954 
bac 


219878198 


969 
bac 


219878197 


985 
bac 


219878196 


agi 
agi 


219878195 


000 


es; 


219878194 


031 
bac 


219878193 


046 
bac 


219878192 


ial sequence 2004699 20061 
terobacteriales; Enterobac 
74 gi|219878191 


077 
bac 


74 gi 


219878190 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 


62 Moritella profunda Bacteria; 
ae; Moritella. 
ref|NR_025380.1| Moritella abyssi 
09 Moritella abyssi Bacteria; 

ae; Moritella. 
ref|NR_025359.1| Pasteurella skyensis 
86 Pasteurella skyensis Bacteria; 

eae; Pasteurella 
ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 
36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 
ref|NR_025339.1| Serratia fonticola 
76 Serratia fonticola Bacteria; 
teriaceae; Serratia. 
ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 
ref |NR_025337.1| Rahnella aquatilis 
65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 
ref |NR_025336.1| Proteus vulgaris 
10 Proteus vulgaris Bacteria; 
teriaceae; Proteus. 
ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 
a. 
ref |NR_025334.1| Obesumbacterium 
96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 
ref |NR_025332.1| Budvicia aquatica 
48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref |NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 


ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 
6 
strain $1/6-571 1 
Proteobacteria; 
6 
strain DSM 176 16 
Proteobacteria; 


strain LMG 317541 
Proteobacteria; 


Enterobacteriales; 
615048 Bacteria_16S 
hesperidum strain 
Firmicu 
615048 Bacteria_16S 
aquiterrae strain 


Bacteria; 


Nocardioides. 


615048 Bacteria_16S 


strain SW-47 16S 
Proteobacteria; 
6 


Thioalkalispira. 


615048 Bacteria_16S 
ain 10bc312 16S ribosomal RNA, partial 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 
6 
strain K9951 16S 
Proteobacteria; 

6 
ATCC 43380 16S ri 
Proteobacteria; 
6 
NCTC 5923 16S rib 
Proteobacteria; 


strain ATCC 33638 
Bacteria; Proteob 


615048 Bacteria_16S 
s strain ATCC 29833 16S ribosomal RNA, 
Proteobacteria; 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


615048 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


ruthenica strain 
Bacteria; Proteob 


Pseudoalteromonas. 
615048 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 
6 
strain A45 16S ri 
Proteobacteria; G 
6 
strain L2-TR 16S 


Proteobacteria; G 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


2009818 2009861 31 


2024689 2024732 31 
S ribosomal RNA, 


2026247 2026290 31 


2027690 2027733 31 


Enterobacteriaceae; 
2032120 2032175 19 


2099588 2099683 31 


2101130 2101173 31 
ribosomal RNA, partial 


2120893 2120936 31 


Enterobacteriales; 
2127006 2127049 31 


Proteobacteria; 
2173808 2173903 31 
teria; Actinobacteria; 
dococcus. 


2187497 2187540 31 
ribosomal RNA, partial 


2239000 2239043 31 


2240511 2240554 31 


2242022 2242065 31 


acteria; 
2243533 2243576 31 


s Bacteria; 


2268213 2268304 35 


2271254 2271297 31 
acteria; 


2277372 2277415 31 
5B 16S ribosomal RNA, 
acteria; 
2283458 2283501 31 
bosomal RNA, partial s 


2298430 2298473 31 
ribosomal RNA, partial 


6 


15048 Bacteria_16S 


2360445 2360540 31 


74 


6S ribosomal RNA, partial sequence 2009346 20 
Gammaproteobacteria; Enterobacteriales; 
15048 Bacteria_16S 


74 


complete sequence 2024259 20 
Gammaproteobacteria; Chromatiales; 
615048 Bacteria_16S 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; 
615048 Bacteria_16S 
carotovorum subsp. 


74 


74 


74 


FR-11 16S ribosomal RNA, partial sequence 20 
tes; Bacillales; Alicyclobacillaceae; 


125 


GW-9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


74 
sequence 


Gammaproteobacteria; Alteromonadales; 
15048 Bacteria_16S 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedec 
Gammaproteobacteria; 
615048 Bacteria_16S 
microaerophila strain ALEN 1 16S ribosomal RNA, partial 
microaerophila Bacteria; 


74 


Enterobacteriaceae; 


74 


Gammaproteobacteria; 


125 


Actinobacteridae; 


74 
sequence 


74 


bosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
15048 Bacteria_16S 


74 


osomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
615048 Bacteria_16S 


74 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


74 


125 


osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
615048 Bacteria_16S 
KMM300 16S ribosomal RNA, partial sequence 22707 
Gammaproteobacteria; Alteromonadales; 


74 


74 


partial sequence 
Gammaproteobacteria; Methylococcales; 


74 


equence 
ammaproteobacteria; Methylococcales; Methylococc 
15048 Bacteria_16S 


74 
sequence 


ammaproteobacteria; Alteromonadales; 


125 


strain K265 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


gi|219878189|ref|NR_025328.1| Buttiauxella brennerae 
10850 Buttiauxella brennerae Bacteria; 
Enterobacteriaceae; Buttiauxella. 
gi| 219878179 |ref|NR_025318.1| Isochromatium buderi 
25708 Isochromatium buderi Bacteria; 
Chromatiaceae; Isochromatium. 
gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
2025759 2027165 Aeromonas popoffii Bacteria; 
Aeromonadaceae; Aeromonas. 
gi|219878177|ref|NR_025316.1| Pectobacterium 


odoriferum strain LMG 17566 16S ribosomal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Pectobacterium. 


gi|219878174 


219878122 
20 


gi 


gi|219878121 
2100672 21021 


gi|219857654 


219857650 
sequence 


gi 


219857619 
sequence 


gi 


gi|219857607 
2187032 21885 


gi| 219857573 
2238534 22399 


gi] 219857572 
2240045 22415 


219857571 
22415 


gi 


Enterobacteriales; 


219857570 
partial s 


gi 


Gammaproteobacteria; 


gi|219857554 
2267708 22692 
gi|219857552 


219857548 
22768 


gi 


gi| 219857544 
2282981 22844 


gi| 219857531 
2297982 22993 

Idiomarinac 
gi|219857487 


316 


991 


Desulfobacter 


ref 


ref 


ref 


Alteromonadaceae; 


ref 


ref 
2 


ref 


ND 


ref 


L 


ref 


ref 


ref 
Ent 
ref 
eque 
Ent 


ref 


ref 


ref 


ref 


acea 
ref 


eae; 
ref 


81 2033165 Alicyc 
Alicyclobacillus. 


38 2100621 Nocar 
Propionibacterineae; 


126557 212798 
Chromatiales; 


173451 21748 
Actinomycet 


94 Yersinia 
Enterobacteri 


05 Yersinia 
Enterobacteri 


56 2243016 Yersin 


90 2272278 Pseudo 
Pseud 


93 2278392 Methyl 
Methy 


79 Methylobacter 


NR_025313.1 


NR_025261.1 


NR_025260.1 


NR_025243.1 


ea davisae Bacteria; 
Cedecea. 


NR_025239.1 


NR_025208.1 
5 


ales; Coryne 


NR_025196.1 


egionella. 
NR_025161.1 


aceae; Yersi 
NR_025160.1 


aceae; Yersi 
NR_025159.1 


erobacteriac 
NR_025158.1 
nce 224306 
erobacterial 


NR_025142.1 


aceae; Desul 
NR_025140.1 


oalteromonad 
NR_025136.1 


lococcaceae; 
NR_025132.1 


e; Methyloba 
NR_025119.1 


Idiomarina. 


partial sequence 2027216 2028703 
Proteobacteria; Gammaproteobacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Nocardioides 


dioides aquiterrae 


Nocardioidaceae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromonas. 


Cedecea davisae strain 
Proteobacteria; 


Thioalkalispira 
9 Thioalkalispira 


Ectothiorhodospiraceae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 
Gammaproteobacteria; Legionellales; Legionellaceae; 
15048 Bacteria_16S 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


NR_025075.1 


Subtercola frigoramans 


2360002 2361474 Subtercola frigoramans Bacteria; 


Subtercola. 


615048 Bacteria_16S 
strain K300 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
615048 Bacteria_16S 
strain ATCC49733 16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; Pa 
615048 Bacteria_16S 
strain YKJ-16 16S ribosomal RNA, partia 
Proteobacteria; Gammaproteobacteria; Oc 
615048 Bacteria_16S 
strain GB6 16S ribosomal RNA, partial s 
roteobacteria; Gammaproteobacteria; Ae 
15048 Bacteria_16S 
apomandens strai 
apomandens Bacteria; 
15048 Bacteria_16S 
aradoxus strain 
acteria; Proteobacteria; 
15048 Bacteria_16S 
strain CCUG 30811 16S ribosomal RNA, pa 
acteria; Proteobacteria; Gammaproteoba 
15048 Bacteria_16S 
sychrolactophilus strain B7 16S riboso 
sychrolactophilus Bacteria; Actinobact 
icrococcaceae; Arthrobacter. 

15048 Bacteria_16S 
subsp. pectinolytica strain 34mel 16S r 
salmonicida subsp. pectinolytica Bacter 
Aeromonadaceae; Aeromonas. 

615048 Bacteria_16S 
strain ATCC 33531 16S ribosomal RNA, pa 
Bacteria; Proteobacteria; Gammaproteoba 
615048 Bacteria_16S 
aerophilum strain AL3 16S ribosomal RNA 
Bacteria; Proteobacteria; Gammaproteoba 
615048 Bacteria_16S 
strain 2074-AUS-E 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; Le 
615048 Bacteria_16S 
strain DSM 12769 
roteobacteria; Gammaproteobacteria; Ch 
15048 Bacteria_16S 
lkaliphilum strain S1 16S ribosomal RN 
acteria; Firmicutes; Clostridia; Clost 
15048 Bacteria_16S 
ranulomatis strain ATCC 49244 16S ribo 
ranulomatis Bacteria; Proteobacteria; 
15048 Bacteria_16S 
strain HPA92 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Pa 
615048 Bacteria_16S 
strain 177 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; Pa 
615048 Bacteria_16S 
strain P925 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Pa 
615048 Bacteria_16S 
strain ATCC 51603 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 
strain CDC 0876-58 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteoba 
615048 Bacteria_16S 
strain CDC 2991-81 16S ribosomal RNA, p 
Proteobacteria; Gammaproteobacteria; En 
615048 Bacteria_16S 
succinogenes strain 1302 16S ribosomal 
succinogenes Bacteria; Proteobacteria; 
Actinobacillus. 
615048 Bacteria_16S 


Firmicutes; Clost 


P 
6 
s 
s 
6 
p 
B Gammaproteoba 
6 


B 
6 
Pp 
Pp 
M 
6 


DHQQaWM v9 


2361963 2362058 31 


2363531 2363574 31 


2390807 2390850 31 


2427438 2427481 31 


2428866 2428957 35 


n DSM 3223 16S ribosomal RNA, partial 


2441032 2441075 31 
ARh1 16S ribosomal RNA, partial sequen 
2445609 2445652 31 


2454774 2454869 31 


2456248 2456291 31 


2462216 2462259 31 


2468407 2468502 31 


2501386 2501429 31 


2505951 2505994 31 


16S ribosomal RNA, partial sequence 2505486 25069 


2527142 2527232 36 


2599992 2600035 31 


2601546 2601589 31 


2603100 2603143 31 


2604654 2604697 31 


2620194 2620237 31 


2635323 2635366 31 


2636887 2636930 31 


2638467 2638510 31 


2641526 2641617 35 


125 
sequence 
omycetales; Micr 
74 gi 


gi 


Pa 
gi 


steurellales; 
74 

1 sequence 
eanospirillales; 
74 gi 
equence 
romonadales; Aer 
125 gi 


Clostridi 
74 gi 


ridia; 


cteria; Chromati 
74 gi 
rtial sequence 

cteria; Alteromo 
125 gi 
mal RNA, partial 
eria; Actinobact 


74 gi 
ibosomal RNA, pa 
ia; Proteobacter 


74 gi 
rtial sequence 
cteria; Enteroba 
125 gi 
, partial sequen 
cteria; Thiotric 
74 gi 
rtial sequence 
gionellales; Leg 
74 gi 


romatiales; Ecto 
125 gi 
A, partial seque 
ridiales; Peptoc 
74 gi 
somal RNA, parti 
Gammaproteobacte 
74 gi 
sequence 
steurellales; 
74 
equence 
steurellales; 
74 
sequence 
steurellales; Pa 
74 gi 
rtial sequence 
terobacteriales; 
74 gi 
artial sequence 
cteria; Enteroba 
74 gi 
artial sequence 
terobacteriales; 
74 gi 
RNA, partial seq 
Gammaproteobacte 


Pa 
gi 


Pa 
gi 


oc 


st 


H 


se 
al 


ce 
al 


na 


s 


er 


rt 
ia 


ct 


ce 


ha 


io 


th 


ne 
oc 


al 


ri 


st 


st 


st 


E 


ct 


E 


ue 
ri 


219857486 
2361525 23629 


occ 


219857485 
tial sequence 2363042 23645 
eurellac 
219857466 
2390343 23918 
alomonad 
219857439 
2427049 24283 
omonadacea 
219857438 
quence 


es; 


219857426 


es; 


219857422 


dal 


219857415 


equ 
ida 


219857413 


ial 


’ 


219857408 


eri 


219857404 


les 


219857381 


nel 


219857373 


ior 


219857359 


e 
cac 


219857268 


se 
a; 


219857267 
2601060 26025 


eur 


219857266 
2602614 26041 


eur 


219857265 
2604168 26056 


eur 


219857252 


nte 


219857234 


eri 


219857233 


nte 


219857232 


nce 
a; 


125 gi 


219857230 


Gammap 


ref|NR_025074.1 


crobacteriac 
NR_025073.1 


ineae; Mi 


ref 


eae. 
ref|NR_025054.1 
acea 
ref 


e; Halomona 
NR_025027.1 


e; Oceanimonas. 
ref |NR_025026.1 

2428395 242981 
ococcaceae; Desu 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_025010.1 
2445148 2446624 Alishe 
es; Alteromonadaceae; 
ref|NR_025003.1 

2454319 245573 
tinomycetales; M 


Pept 


24405 
Ecto 


ence 
e; Ac 


ref 
ence 
rote 


NR_025001.1 
245578 
obacteria; A 


sequ 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref|NR_024961.1 


24617 
ales; 


24679 
; Pis 
25009 
lacea 


hodospiraceae; Alkali 
ref |NR_024947.1 
73 2528174 Desulf 
Desu 
ref |NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


25266 
eae; 


quenc 


Paste 


Mannheimia 
NR_024897.1 


ellac fe 


eae; 
ref 


Mannheimia 
NR_024896.1 


ellaceae; 


ref 


ellaceae; Mannheimia. 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


26197 
robac 


26348 
ales; 


26364 
robac 


Paste 


1lfotomaculum. 


Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 
Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Alishewanella fetalis 


wanella fetalis 


Alishewanella. 
Arthrobacter 

2 Arthrobacter 

icrococcineae; 


Aeromonas salmonicida 
3 2457213 Aeromonas 
eromonadales; 


Raoultella planticola 
ella planticola 

eae; Raoultella. 
Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Legionella waltersii 
ella waltersii Bacteria; 


, 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Desulfotomaculum 
otomaculum alkaliphilum 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 
Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


ref |NR_024858.1 


Desulfocella halophila 


strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 


TGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGAGGGAAGCCAGG 
TCGCGAGGCCGAGCCGATCCCGAAAAGCCGTCTCAGTTCAGATTGCACCCTGCAACTCGGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCACGCCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGTGGCTGCGCTAACCGCAAGGGGGCAGGTCACCACGGTAG 
GGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTMTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGCAATGTCAGTGGCGGACGGGT 
GAGTAACACGTAGGAATGTGTCTTGAGGTGGGGGACAACCCTGGGAAACTAGGGCTAATACCGCATATGTCCTGAGGGACAAAGCAGCGATGCGCCTTGAGAGTA 
GCCTGCGTCCGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGTCTTCGGATCGTAAAGCCCTTTCG 
GCGGGGACGATGATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTACTCGGAATTACTGGGCGT 
AAAGGGCGCGTAGGCGGCGCACCAAGTTAGGCGTGAAAGTCCTGGGCTCAACCTGGGAACTGCGCTTGATACTGGTGTGCTTGAGGATGGAAGAGGGTTGTGGAA 
TTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGTCCATTACTGACGCTGAGGCGCGACAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCGCTGGATGTTGGGTGACCTAGTCACTCAGTGTCGTAGCTAACGCGATAAGCGCACCGCCTGG 
GGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCT 
TGACATGGCCACGACCGGTTCAGAGATGGACTTTTCCCGCAAGGGACGTGGCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAACGGGAAGCCAGGCAGCAATGCCGAGCCGATCCCAAAAAGCCGTCTCAGTTCA 
GATCGCGGCCTGCAACTCGGCCGCGTGAAGGTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTTGGTTTTACCTTAAGTCGGTGCGGTAACCGCAAGGAGC TAGCCGACCACGGTAGGATCAGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAG 
GGGAACCTGCGGCTGGATCACCTTCCYTTTCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGG 
CGGCATGCCTAACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGTCTTTGAGTGGGGGACAA 
CCCAGGGAAACTTGGGCTAATACCGCATAAGCCCTGAGGGGGAAAGCGGGGGATCTTCGGACCTCGCGCTGGAAGAGGAGCCTACGTCTGATTAGCTAGTTGGTA 
GGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATTTTTCGCAATGGGGGCAACCCTGACGAAGCAATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGTGGAGGACGAAAAGGTGGGTGCTAAT 
AACGCCTGCTGTTGACGTGAATCCAAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA 
AAGGGTGCGTAGGCGGTGCATTAGGTCTGTCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGGTGGAAACCGGTGTACTAGAGTATGGGAGAGGGTGGTGGAAT 
TCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGCCCAATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATACTAGATGTTTGGTGCCAAGCGTACTGAGTGTCGTAGCTAACGCGATAAGTATTCCGCCTGGG 
AAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTT 
GACATGTCTGGAATCCTGCAGAGATGCGGGAGTGCCCTTCGGGGAATCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGTTCGGCCGGGCACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCTTTATGTCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGAAGCCAAGCCGCGAGGTGGAGCAGACCCCAGAAAGCGCGTCGTAGTTCGG 
ATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTGGATTGTACCAGAAGCCGTTAGCCTAACCTTCGGGAGGGCGATGACCACGGTATGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGG 
GGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAACACATGCAAGTCGAACGATGAAGCAGAGCTTGCTCTGTGGATTAGTGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGAATAAGCGTTGGAAACGACGTCTAATACTGGATACGAGCTTCAGCCGCATGGCTAGGAGTTGGA 
AAGATTTTCGGTCAAGGATGGACTCGCGGCCTATCAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAGGGACGACGGCCT 
TCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCAATGTGCTTGTCACATCATGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAAGCGGTTTGTCGCGTCTGCTGTGAAAACCGGAGGCTCAACCTCCGGCCTGCAGT 
GGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGG 
GCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAGATGTAGGGACCATTCCAC 
GGTTTCTGTGTCGCAGATAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAATACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTCACCAAGACTTGACATATACGAGAACGGGCTAGAAATAGTTCACTCTTTGGACACTCGTAAACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAAGGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGATACAAAGGGCTGCAATACC 
GCAAGGTGGAGCGAATCCCAAAAAGTCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCTGCAAGGGGAGGAGCTGTCCAAGGT 
GGATTGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGGAGGCCTAACACA 
TGCAAGCCGAGCGGTATGATTCTTTCGGGAATCAGAGAGCGGCGTACGGGTGCGGAACACGTGTGCAACCTGCCTTTATCTGGGGGATAGCCTTTCGAAAGGAAG 
ATTAATACCCCATAATATATTGAGTGGCATCACTTAATATTGAAAACTCCGGTGGATAGAGATGGGCACGCGCAAGATTAGATAGTTGGTGGGGTAACGGCCTAC 
CAAGTCGATGATCTTTAGGGGGCCTGAGAGGGTGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATG 
GGTGCAAGCCTGATCCAGCCATCCCGCGTGAAGGACGACGGCCCTATGGGTTGTAAACTTCTTTTGTACAGGGATAAACCTAGATACGTGTATCTAGCTGAAGGT 
ACTGTACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGATC 
AGTAAGTCAGTGGTGAAATCTCATAGCTTAACTATGAAACTGCCATTGATACTGCTGGTCTTGAGTAAGGTAGAAGTAGCTGGAATAAGTAGTGTAGCGGTGAAA 
TGCATAGATATTACTTAGAACACCAATTGCGAAGGCAGGTTACTATGTCTTAACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCTGTAAACGATGCTAACTCGTTTTTGGGTTTTCGGATTCAGAGACTAAGCGAAAGTGATAAGTTAGCCACCTGGGGAGTACGAACGCAAGTTTGAAA 
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AATAGTCGTTCGGAGTGACGGTACCTTCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCATTGGGC 
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Vv 


Vv 


teria; V 


Vibri 


omonadacea 


Alteromonad 


Rick 


ref 
les; 


ref 


ref 


ibri 
ref 


ibri 
ref 
ref 


onac 
ref 


e; 
ref 


acea 
ref 


Ent 
ref 


teri 
ref 


teri 
ref 


Ent 
ref 
nce 
erob 


ref 


teri 
ref 


etts 
ref 


Pept 
ref 


eae. 
ref 


steu 
ref 


s; S 
ref 
e; R 
ref 


uenc 
Aero. 


3523483 3 


98 3558733 V 
ibri 


3561815 356324 


o ne 


07 3569262 Vibrio 


33 3613434 Aeromo 
Aeromonas. 


79 3668133 Brenn 


96 3672653 Pecto 


3678896 36803 


3684807 36863 


71 3696836 Actin 


78 3777536 Thermo 


NR_026152.1 
52488 
Pseudo 


NR_026129.1 


oO. 
NR_026127.1 


oO. 
NR_026126.1 


onales; Vibr 
NR_026125.1 
reis Bacteri 


NR_026122.1 


eae; Vibrio. 
NR_026089.1 


NR_026056.1 


e; Glaciecol 
NR_026050.1 
e 
erobacteriac 
NR_026049.1 


aceae; Erwin 
NR_026048.1 


aceae; Brenn 
NR_026047.1 
b 
erobacteriac 
NR_026046.1 

367270 
acteriales; 


NR_026045.1 


aceae; Panto 
NR_026042.1 
2 
iales; Ricke 
NR_026038.1 
1 
ococcaceae; 
NR_026032.1 


NR_026030.1 
° 
rellaceae; A 
NR_025970.1 


yntrophobact 


NR_025967.1 


ickettsieae; 


NR_025945.1 
e 381232 
monadales; A 


ref 


nocar 


ibrio 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 

Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 

Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 
Aeromonas 

7 3813828 Aeromonas 
eromonadaceae; 


NR_025938.1 


Haemophilus 


3823071 3824547 Haemophilus 


parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Haemophilus. 
615048 Bacteria_16S 


strain NCTC 3438 16S ribosomal RNA, 
Proteobacteria; 


Bacteria; 
615048 Bacteria_16S 


615048 Bacteria_16S 


rhipicephali strain 3- 
rhipicephali Bacteria; 
spotted fever group. 


Rickettsia; 
615048 Bacteria_16S 


strain ATCC VR-611 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


spotted fever group. 
615048 Bacteria_16S 


strain 62 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; Oc 


3825092 3825135 31 


3837038 3837081 31 


3846181 3846276 31 
7-6 16S ribosomal 
Proteobacteria; 


3847671 3847766 31 


3849161 3849256 31 


74 


complete sequence 
Gammaproteobacteria; 


74 


quence 
eanospirillales; Halomonadaceae; 


125 
RNA, 


125 


125 


strain Mtul 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


fever group. 
615048 Bacteria_16S 


metallireducens strain GS-15 16S ribosomal RNA, partial sequence 
metallireducens Bacteria; 


Geobacter. 
615048 Bacteria_16S 
strain IFO 15474 


Herbidospora. 
615048 Bacteria_16S 


strain Gl 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; En 


615048 Bacteria_16S 


strain CL-SP19 16S ribosomal RNA, parti 
Proteobacteria; Gammaproteobacteria; Al 


615048 Bacteria_16S 


chungwhensis strain BH030046 16S riboso 


chungwhensis Bacteria; 
Salinimonas. 
615048 Bacteria_16S 


strain 848 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; Ae 


615048 Bacteria_16S 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


3885927 3886018 35 


3901229 3901320 31 


3913373 3913416 31 


3983199 3983242 31 


4005525 4005568 31 
Proteobacteria; 


4008542 4008585 31 


4010076 4010119 31 


Proteobacteria; 


125 


121 


tial sequence 3900794 39022 


omycetales; Streptosporangineae; 


74 


quence 
terobacteriales; Enterobacteriaceae; 


74 


al sequence 
teromonadales; Idiomarinaceae; 


74 


mal RNA, partial sequence 
Gammaproteobacteria; 


74 


equence 
romonadales; 


74 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


615048 Bacteria_16S 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


alkenivorans Bacteria; 
Desulfatibacillum. 
615048 Bacteria_16S 
strain TF-22T 16S 


615048 Bacteria_16S 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial 
accharolytica Bacteria; 


n 


Soehngenia. 
615048 Bacteria_16S 


4026690 4026781 35 
Proteobacteria; 


4044948 4044991 31 


4072016 4072107 35 
Firmicutes; 


4076552 4076643 35 


125 


74 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadacea 


125 


Clostridia; 


125 


Pasteurellales; 


complete sequence 
Alphaproteobacteria; 


Rickettsiales; 


Deltaproteobacteria; 


Clostridiales; Clost 


219846346 |ref 


gi 


219846337 |ref 


gi 


3824598 3826078 Aviba 
Pasteurellaceae; 


NR_025937.1 


NR_025927.1 


Avibacterium volantium 


cterium volantium 
Avibacterium. 


Halomonas pacifica 


3836584 3838063 Halomonas pacifica Bacteria; 


219846331|ref 


gi 


219846330|ref 


gi 


219846329 |ref 


gi 


3845748 38471 
Rickettsiales; 


3847238 3848677 Ricke 
Rickettsiaceae; 


NR_025921.1 


NR_025920.1 


NR_025919.1 


Halomonas. 


Rickettsia 


87 Rickettsia 
Rickettsiaceae; 


Rickettsieae; 


Rickettsia montanensis 


ttsia montanensis 
Rickettsieae; 


Rickettsia; 


Rickettsia massiliae 


3848728 3850167 Rickettsia massiliae Bacteria; 


219846305|ref 


gi 


219846294 |ref 


gi 


219846285 |ref 


gi 


68 Herbidospora 


NR_025895.1 


NR_025884.1 


NR_025875.1 


Rickettsia; spotted 


Geobacter 


3885428 3886973 Geobacter 
Desulfuromonadales; 


Geobacteraceae; 


Herbidospora cretacea 


cretacea Bacteria; 
Streptosporangiaceae; 


Xenorhabdus poinarii 


3912908 3914383 Xenorhabdus poinarii Bacteria; 


219846236 |ref 


gi 


NR_025826.1 


Xenorhabdus. 


Idiomarina seosinensis 


3982735 3984197 Idiomarina seosinensis Bacteria; 


219846221/ref 


gi 
Alteromon 


219846217|ref 


gi 


4005071 400647 
Alteromonadaceae; 


Idiomarina. 
NR_025811.1 


adales; 


NR_025807.1 


Salinimonas 
7 Salinimonas 


Aeromonas molluscorum 


4008054 4009559 Aeromonas molluscorum Bacteria; 


Aeromonadaceae; 
gi|219846216|ref 


Aeromonas. 


NR_025806.1 


Idiomarina ramblicola 


4009610 4011068 Idiomarina ramblicola Bacteria; 


219846205 |ref 


gi 


219846190|ref 


gi 


4026183 402770 
Desulfobacterales; Desulfobacteraceae; 


Idiomarina. 
NR_025795.1 


NR_025780.1 


Desulfatibacillum 
6 Desulfatibacillum 


Alteromonas litorea 


4044490 4045945 Alteromonas litorea Bacteria; 


219846171 
sequence 


gi ref 


219846168 |ref 


gi 


4071551 407304 
ridiales Family XI. 


e; Alteromon 
NR_025761.1 


NR_025758.1 


as. 

Soehngenia 

4 Soehngenia 

Incertae Sedis; 


Mahella australiensis 


strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 


F 
M 
615048 Bacteria_16S 
Pp 
Pp 


sittacicida Bacteria; 
Volucribacter. 
615048 Bacteria_16S 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria m 
Actinomycetales; Micrococcineae; Micrococcaceae; 


Actinobacteridae; 
615048 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
Aestuariibacter. 
615048 Bacteria_16S 


salexigens strain JC2042 16S ribosomal RNA, partial sequence 


Clostridia; 


sittacicida strain Gerl. 


JC2043 
Proteobacteria; 


4123540 4123583 31 
Proteobacteria; 


4125036 4125131 31 


4128066 4128109 31 
16S ribosomal 


4129555 4129598 31 


Thermoanaerobacterales; 


74 


236/81 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


125 


74 


RNA, partial sequence 
Gammaproteobacteria; 


74 


Thermoanaerobacterale 


219846134 |ref 


gi 


Pasteurel 


219846133 |ref 


gi 


Ko 


gi|219846131|ref 


rs 


Alteromonad 


219846130|ref 


gi 


s Family IV. 


NR_025724.1 
412310 
lales; Paste 
NR_025723.1 
arina Bacter 
curia. 
NR_025721.1 


127615 412904 


ales; Altero 


NR_025720.1 


rs 


Incertae Sedis; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Kocuria marina strain 
ia; Actinobacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 


129099 4130537 Aestuariibacter 


salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Aestuariibacter. 
6 
aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
615048 Bacteria_16S 


nitratireducens s 
nitratireducens B 
6 
thalassicus strai 
thalassicus Bacte 
6 
ganghwensis strai 
ganghwensis Bacte 
6 
nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 
6 
strain F2R9 16S r 
Proteobacteria; G 
6 
strain U 5/41 16S 
Proteobacteria; G 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


iegelii strain R 
acteria; Firmicu 


lcerans strain N 
lcerans Bacteria 
Corynebacteriacea 


w. 
B 
6 
u 
u 


propionicum strai 
Bacteria; Firmicu 
6 
helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 


615048 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


615048 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 
6 
strain 717 16S ri 
Proteobacteria; B 
complex. 


615048 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 
6 
denticolens strai 
denticolens Bacte 
Parascardovia. 

6 
halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


4165139 4165230 35 125 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; 


4172726 4172817 35 
train M 
acteria; Firmicutes; Clostridia; 
4183435 4183526 35 125 
n SC 56 
ria; Firmicutes; Clostridia; 
4195598 4195641 31 
n JC2044 16S ribosomal 
ria; Proteobacteria; G 
4206059 4206102 31 
train ALEN 2 16S ribos 
acteria; Proteobacteri 


125 gi 


gi 


74 gi 


74 gi 


a; 


4234912 4234955 31 74 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
4245418 4245461 31 74 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
20079 20141 12 74 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

36768 36826 16 74 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


gi 


104947 105037 36 125 gi 
t8.Bl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
117231 117321 33 122 gi 
CTC 7910 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

152081 152139 16 74 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
159835 159925 36 125 gi 
SM 20419 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


’ 


236294 236356 12 74 gi 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
239425 239487 12 74 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

241011 241073 12 74 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


256141 256203 12 74 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
336787 336877 36 125 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


428046 428136 33 122 gi 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 


6 
strain R 8118 16S 


15048 Bacteria_16S 


467835 467897 12 74 
ribosomal RNA, partial sequence 


gi 


Deltaproteob 
et 79 16S ribosomal RNA, partia 
Clost 


2 16S ribosomal RNA, partial se 
Clostridi 


RNA, partial se 
ammaproteobacter 


omal RNA, partia 
Gammaproteoba 


219846104 
al 
acteria; 

219846098 
4 
ridiales; 

219846088 
quence 
ales; 

219846078 
quence 
ia; 

219846071 
1 
cteria; 


219846045 


4234473 42358 
nterobac 


E 
219722938 


4244934 42463 


Enterobac 
265679050 
sequence 
a; Burkhol 


265679039 
ia; 


265678993 
nce 10448 
S; 
265678984 
quence 


265678961 
ce 15161 
idiaceae; 

265678956 
quence 


265678904 
nce 23588 
riales; Bu 
265678902 
nce 23901 
riales; Bu 


265678901 


240595 24207 


rkholderia 


265678891 
ence 25570 
riales; Bu 
265678833 
quence 

Bifidobac 


265678769 
sequence 
Actinomy 


’ 


265678739 


sequenc 
D 


sequence 


Pept 


Oceano 


sequence 
Ch 


ial sequen 
Rhodob 


Thermoa 


tinomyceta 


tinomyceta 


ref |NR_025694.1 
e 4164674 41661 
esulfobacterale 
ref|NR_025688.1 

4172278 41737 
Eubacteriaceae; 
ref|NR_025678.1 

4183005 41844 
ostreptococcace 
ref|NR_025668.1 

4195136 41965 
spirillales; Ha 
ref|NR_025661.1 

4205616 42070 
romatiales; Ect 


ref|NR_025635.1 
teriaceae; Kleb 
ref|NR_024570.1 
83 Escherichia c 
teriaceae; Esch 
ref |NR_029358.1 

19628 21106 
deriales; Burkh 


ref|NR_029347.1 
ce 36384 37736 
acterales; Rhod 
ref|NR_029301.1 
obacteracea 
NR_029292.1 


16781 11827 
Corynebact 


naer 
ref 


b 


les; 


ref |NR_029269.1 
7 153137 Clost 
Clostridium. 
ref |NR_029264.1 
159387 16084 
les; Micrococci 


ref|NR_029212.1 


rkho 
ref 


lderiaceae; 
NR_029210.1 
rkholderiaceae; 

ref|NR_029209.1 


2 Burkholderia 
ceae; Burkholde 


v 


ref|NR_029199.1 
3 257168 Burkh 
rkholderiaceae; 
ref |NR_029138.1 

336318 33783 
teriales; Bifid 


ref|NR_029074.1 
427586 42907 
cetales; Coryne 


ref|NR_029044.1 


1 
s: 


4 


0 
a 


7 
h 


3 
° 


e 


fo} 


Oo 


6 105949 Thermo 


e 


0 


e 


r 


8 
n 


5 237406 Burkho 


7 240544 Burkho 


r 


fo} 


5 
oO. 


7 
b 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 
Garciella 
8 Garciella 
Garciella. 

Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 

Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 

Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 
s 


iella. 
Escherichia 
oli Bacteria; 
richia. 
Burkholderia 
Burkholderia 
lderiaceae; 


coli 


Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Corynebacterium 
Corynebacterium 
rineae; 


v 


Clostridium 
idium propionicum 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Burkholderia 
lderia phenazinium 
Burkholderia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 
cepacia Bacteria; 
ia; Burkholderia cepacia 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Parascardovia 
Parascardovia 
bacteriaceae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Burkholderia terricola 


467397 468893 Burkholderia terricola Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


615048 Bacteria_16S 498642 498700 16 74 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

615048 Bacteria_16S 500194 500252 16 74 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

615048 Bacteria_16S 552111 $52201 33 122 gi| 265678684 |ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

615048 Bacteria_16S 582353 582443 36 125 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

615048 Bacteria_16S 588345 588407 12 74 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

615048 Bacteria_16S 589786 589896 16 125 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

615048 Bacteria_16S 623117 623207 33 122 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

615048 Bacteria_16S 664148 664206 16 74 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

615048 Bacteria_16S 683722 683820 16 113 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

615048 Bacteria_16S 699049 699141 33 124 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 
strain 6111 16S ribosomal RNA, partial sequence 698584 699934 Thiocystis violascens Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

615048 Bacteria_16S 726291 726349 16 74 gi|265678564|ref|NR_028868.1| Succinispira mobilis 


strain 19glyl 16S 
Firmicutes; Clost 
615048 Bacteria_16S 
strain J72 16S ri 


615048 Bacteria_16S 
strain LMG 18819 
Proteobacteria; B 
615048 Bacteria_16S 
strain LMG 18106 
Proteobacteria; B 
615048 Bacteria_16S 
strain LMG 16407 
Proteobacteria; B 
615048 Bacteria_16S 
siderophilus stra 
siderophilus Bacteria; 
Thermoanaerobacter. 
615048 Bacteria_16S 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae; 
615048 Bacteria_16S 
strain 2 16S ribo 
Proteobacteria; B 
15048 Bacteria_16S 
seudoflava strai 
acteria; Proteob 
15048 Bacteria_16S 
aeniospiralis st 
aeniospiralis Ba 
Hydrogenophaga. 
615048 Bacteria_16S 
quisquiliarum str 
quisquiliarum Bac 
615048 Bacteria_16S 


tt nwoan 


cteria; 


teria; 


ribosomal RNA, partial sequence 
ridia; 


789434 789530 30 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


892691 892753 12 


894226 894288 12 


895761 895823 12 


905043 905133 36 
Firmicutes; 


920588 920646 16 


s strain RHS1 16S ribosomal 
s Bacteria; Actinobacteria; 
Slackia. 


943748 943806 16 


somal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 


945311 945369 16 


946871 946929 16 
Proteobacteria; 
1046535 1046625 36 


Firmicutes; 
1054026 1054116 36 


Clostridia; 


125 gi 


74 gi 


16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Bu 


74 gi 


16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Bu 


16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Bu 


in SR4 16S ribosomal RNA, partial sequ 


725825 72731 
Clostridiales; Veillonellaceae; 


789013 79048 


Succinisp 
265678519 


nebacterin 
265678449 


rkholderia 
265678448 


9 Succinispira 
ira. 
ref |NR_028823.1 
Gordoniace 
NR_028751.1 


eae; 
ref 
; Pandoraea 
NR_028750.1 


ceae 
ref 


rkholderiaceae; Pandoraea. 

74 gi| 265678447 |ref|NR_028749.1 
rkholderiaceae; Pandoraea. 

125 gi|265678441|ref|NR_028743.1 
ence 904558 906118 Thermo 
Thermoanaerobacterales; Thermoanae 
74 gi|265678431|ref|NR_028733.1 
RNA, partial sequence 920164 921628 


Coriobacteridae; Coriobacteriales; C 
74 gi|265678416|ref|NR_028718.1 
943283 944795 Hydrogenophaga flava 
mamonadaceae; Hydrogenopha 
74 gi|265678415|ref|NR_028717.1 
nce 944846 946358 Hydrog 


n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


74 gi 


rain 2Kl1 16S ribosomal RNA, partial se 
Betaproteobact 


125 gi 


ain BLx 16S ribosomal RNA, partial seq 
Bacillales; 


125 gi 


Bacilla 


riales; Co 
265678414 
quence 
eria; Burk 
265678347 
uence 

ceae; Cera 


mamo 


hold 


nadaceae; Hy 
ref |NR_028716.1 

946409 947922 
eriales; Com 


ref |NR_028649.1 
1046039 104752 
sibacillus. 


265678341 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Sulfurimonas. 


mobilis Bacteria; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
a 


e; Gordonia. 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Slackia 
Slackia 
oriobacterineae; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Cerasibacillus 
2 Cerasibacillus 


ref|NR_028643.1 
1053566 105500 


Sulfurimonas 
2 Sulfurimonas 


subsp. 
subsp. 


615048 Bacteria_16S 
tataouinensis TTB 
TTB310 Bacteria; 
615048 Bacteria_16S 
strain Esulfidel 
Proteobacteria; 
615048 Bacteria_16S 
chloroethenica st 
chloroethenica Bacteria; 
Desulfuromonas. 
615048 Bacteria_16S 
brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; 
615048 Bacteria_16S 
subtilis s 
subtilis Bacteria; 
615048 Bacteria_16S 
cellulovorans str 
cellulovorans 743B Bacteria; 
615048 Bacteria_16S 
strain SMP-10 16S 
Proteobacteria; 
615048 Bacteria_16S 
spheniscorum stra 
spheniscorum Bact 


1197584 1197642 16 74 


gi 


1215634 1215726 31 122 


gi 
Gammaproteobacteria; Oceanospirillales; 
1268459 1268525 35 101 gi 


Proteobacteria; 


1313557 1313647 36 125 gi 
16S ribosomal RNA, 


Thermoanaerobacteraceae; 
1315145 1315235 36 125 gi 
Firmicutes; Bacillales; 
1356421 1356479 16 74 gi 
Firmicutes; Clostridia; 
1404507 1404597 36 125 
ribosomal RNA, partial sequence 


gi 


1450349 1450439 33 122 


gi 


Corynebacteriaceae; Corynebacterium. 


615048 Bacteria_16S 
brockii subsp. 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
615048 Bacteria_16S 

cenocepacia strai 
cenocepacia Bacte 
Burkholderia; 
615048 Bacteria_16S 
papyrosolvens DSM 
2782 Bacteria; 
615048 Bacteria_16S 


1506054 1506144 36 125 gi 


310 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Bu 


Thermo 


train DSM 10 16S ribosomal RNA, partia 


228715504 
11971 


224581404 


16S ribosomal RNA, partial sequence 1215201 12166 


219846421 


rain TT4B 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


228718892 


228716557 


228720131 


ain 743B 16S ribosomal RNA, partial sequence 


219857153 


1404010 14055 
Deltaproteobacteria; Myxococcales; Nannocystineae; 


224581420 


in PG 39 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


219846365 


lactiethylicus strain SEBR 5268 16S ribosomal RNA, 


lactiethylicus 
Thermoanaerobacteraceae; 


1533358 1533420 12 74 gi 


1577004 1577114 16 

2782 16S ribosomal RNA, 
Firmicutes; Clostridia; Clostridiales; 
1790064 1790154 36 125 gi 


125 gi 


Bacteria; 


Thermoanaerobacter. 


219857425 


n LMG 16656 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


Burkhol 


219846510 


complete sequence 15765 
Clostridiac 


219878342 


carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 


carmonensis Bacteria; 
615048 Bacteria_16S 

necropolis strain 
necropolis Bacteria; 
615048 Bacteria_16S 


Firmicutes; Bacillales; 
1803835 1803925 36 125 
LMG 19488 16S ribosomal RNA, 
Firmicutes; Bacillales; 
1832905 1832995 36 


gi 


125 gi 


Bacillaceae; 


complete 
Bacillaceae 


scardovii strain 
scardovii Bacteri 
Bifidobacterium. 


615048 Bacteria_16S 
ain NCIMB 9548 16S ribosomal RNA, partial sequen 
Betaproteobacteria; 


denitrificans str 


denitrificans Bacteria; 


Thiobacillus. 


615048 Bacteria_16S 


strain CK58 16S r 
Firmicutes; 


615048 Bacteria_16S 
simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


615048 Bacteria_16S 


1963694 1963752 16 
Proteobacteria; 
1972534 1972632 16 


Clostridiales; 
2036728 2036818 33 


2049215 2049273 16 


74 


113 


ibosomal RNA, partial sequence 
Clostridia; 


122 


74 


CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


gi 


gi 


Virgib 
219878333 
sequence 
; Virgiba 
219878313 
sequence 


Bifidobacte 


219878219 


Hydro 


219878213 


1972100 19735 


Clostridiaceae; 


gi 


gi 


burkinensis strain DSM 6283 16S ribosomal RNA, partial 


burkinensis Bacteria; 
615048 Bacteria_16S 


Firmicutes; 
2108711 2108821 16 


Clostridia; 


125 


strain P-1 16S ribosomal RNA, partial sequence 


Firmicutes; 


615048 Bacteria_16S 
henchirensis strain TMB834 16S ribosomal RNA, partial s 
henchirensis Bacteria; 


Clostridia; 


615048 Bacteria_16S 


Clostridiales; 
2178376 2178434 16 


Proteobacteria; 
2274266 2274328 12 


74 


74 


Clostridiales; 


gi 


Clostridiu 

219878170 

20362 
Cory 


219878159 
sequence 
Veil 
219873437 


2108290 21097 


Clostridiaceae; 


gi 


Betaproteobacteria; 


gi 


Clostridiu 
219857614 
equence 
Burkho 
219857550 


rkholderiales; 


Halomonadaceae; 


partial sequence 
anaerobacter. 


1 sequence 
Bacillaceae; 


Actinomycetales; 


ref|NR_027534.1 


ref 


NR_027185.1 


ref|NR_026012.1 


ref 


NR_027577.1 


ref|NR_027552.1 


ref|NR_027589.1 


ref |NR_024781.1 


Haliangiaceae; 
ref|NR_027201.1 


ref|NR_025956.1 
Firmicutes; 
ref 


NR_025013.1 


deriales; 


ref|NR_026102.1 

eae; 

ref |NR_025481.1 
1789570 179108 

acillus. 

ref |NR_025472.1 
1803341 180486 

cillus. 

ref |NR_025452.1 
1832458 183383 

riales; 


ref |NR_025358.1 
ce 1963237 196474 


ref|NR_025352.1 
m. 


ref|NR_025309.1 


ref|NR_025298.1 

2048758 205026 
lonellaceae; 
ref |NR_026099.2 


m. 
ref |NR_025203.1 

2177978 217937 
lderiales; 
ref |NR_025138.1 


77 1578067 Clostridium papyrosolvens 
Clostridium. 


Comamonadaceae; 


Ramlibacter 


31 1198567 Ramlibacter tataouinensis 
Comamonadaceae; 


Ramlibacter. 
Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Halomonas. 


Desulfuromonas 


1267974 1269475 Desulfuromonas 
Desulfuromonadales; 


Desulfuromonadaceae; 


Thermoanaerobacter 


1313094 1314606 


Bacillus subtilis 


1314657 1316173 Bacillus subtilis 
Bacillus. 


Clostridium 


1356004 1357489 Clostridium 
Clostridiales; Clostridiaceae; 


Clostridium. 
Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Corynebacterium 


1449903 1451316 Corynebacterium 
Corynebacterineae; 


Thermoanerobacter 


partial sequence 1505601 1507107 
Clostridia; 


Burkholderia 


1532915 1534322 Burkholderia 
Burkholderiaceae; 


Clostridium 
DSM 


Virgibacillus 
7 Virgibacillus 


Virgibacillus 
2 Virgibacillus 


Bifidobacterium 
7 Bifidobacterium 


Bifidobacteriaceae; 


Thiobacillus 
6 Thiobacillus 


genophilales; Hydrogenophilaceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Corynebacterium 


84 2037751 Corynebacterium simulans 
nebacterineae; Corynebacteriaceae; 


Anaeroarcus 
3 Anaeroarcus 


Anaeroarcus. 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Cupriavidus basilensis 


strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


strain IPT10 16S 
Proteobacteria; B 
sulfidophilum str 
sulfidophilum Bac 


caledonica strain 
caledonica Bacter 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


strain AML-C10 16 
Proteobacteria; G 
6 
hyointestinalis s 


Campylobacterales 


subsp. spizizenii 
subtilis subsp. s 


acidaminophilum s 
acidaminophilum B 


strain DSM 44262 


strain SEBR 4211 
Firmicutes; Clost 
6 
strain AP3 16S ri 
Proteobacteria; G 
6 
strain DSM11031 1 
Firmicutes; Bacil 


615048 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


615048 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


615048 Bacteria_16S 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 
6 
histidinovorans s 
histidinovorans B 


615048 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


615048 Bacteria_16S 


deleyianum strain 


615048 Bacteria_16S 


615048 Bacteria_16S 
LMG 19076 16S ribosomal RNA, partial 


615048 Bacteria_16S 


615048 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacill 
615048 Bacteria_16S 
train DSM 3953 16S ribosomal RNA, part 
Clostridia; 
615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 
6S ribosomal RNA, partial sequence 
Bacillus. 


15048 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partia 
Clostridia; 


2330156 2330218 12 


2339168 2339238 35 
teria; Firmicutes; 
2386213 2386275 12 


2412159 2412209 24 


teria; Proteobacteria; 


2413725 2413775 24 


2525618 2525676 16 
ubsp. 


; Campylobacteraceae; 


2550870 2550960 36 


2564652 2564710 16 


acteria; Firmicutes; 
2612369 2612463 32 


2615522 2615580 16 


lales; Bacillaceae; 


2875712 2875802 36 
lales; Bacillaceae; 
2881977 2882067 36 
lales; Bacillaceae; 
3083643 3083733 36 


teria; 
Le 


Firmicutes; 
3088047 3088105 16 


acteria; Firmicutes; 
3124137 3124247 16 
ain DSM 


teria; 


3137505 3137563 16 
Spiril 


74 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
615048 Bacteria_16S 
ain BR4 16S ribosomal RNA, 


ia; Proteobacteria; Betaproteobacteria 
615048 Bacteria_16S 
ain AML-D4 16S ribosomal RNA, partial 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
15048 Bacteria_16S 


74 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 


125 


74 


125 


74 


125 


6S ribosomal RNA, partial sequence 
Bacillus. 


125 


S ribosomal RNA, partial sequence 
Bacillus. 


125 


ain L-64 16S ribosomal RNA, partial se 
Clostridia; 


74 


125 


1869 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobact 


74 


lum 5175 16S ribosomal RNA, par 


gi| 219857509 
2329695 23312 


rkholderiaceae; Burkholder 

105 gi|219857502|ref|NR_025090.1 

complete sequence 2338702 234021 

Clostridia; Clostridiales; Heliobacteriaceae; 

74 gi| 219857469 |ref|NR_025057.1 

sequence 2385781 238725 

; Burkholderiales; Burkhol 

74 gi|219857452|ref|NR_025040.1 

sequence 2411699 241321 

Gammaproteobacteria; Methylococcales; Met 

74 gi|219857451|ref|NR_025039.1 
2413261 24147 

ethylococcaceae; Methylosa 


219857360 
RNA, pa 


gi 


219857343 
partial 
ales; Baci 
219857291 
ial sequen 
ridiales; 
219857257 


gi 


gi 


Clost 
gi 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
615048 Bacteria_16S 


donocardin 


gi| 219857255 


16S ribosomal RNA, partial sequence 2615060 26165 


ridia; Clostridiales; Clostridiales Family XII. 
2779665 2779723 16 74 gi| 219857130 

bosomal RNA, partial sequence 2779259 27806 

ammaproteobacteria; Thiotrichales; Thiotrichacea 
2870970 2871060 36 125 gi| 219856877 


2870477 28720 


gi| 219856874 
2875223 28767 


gi| 219856870 
2881499 28830 


219846866 
quence 
naerobacte 


gi 
Thermoa 


219846863 
1 sequence 
ridiales; 

219846839 
1 sequence 
eria; Rhiz 


gi 


Clost 
gi 


219846830 
tial seque 


gi 


Sulfurospirillum deleyia 

Campylobacteraceae; Sulfurospirillum. 

615048 Bacteria_16S 3160463 3160529 35 101 gi| 219846815 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 31599 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
615048 Bacteria_16S 3174032 3174122 36 125 gi| 219846805 
mathranii strain A3 16S ribosomal RNA, partial sequence 31735 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
615048 Bacteria_16S 3178654 3178744 33 122 gi| 219846802 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 


singulare Bacteri 
Corynebacteriacea 


6 


3231621 3231679 16 


a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
15048 Bacteria_16S 


74 


inomycet 


gi|219846766 


ref |NR_025097.1 


ref 
rtia 


NR_024948.1 
1 sequence 


ref 
sequ 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024886.1 


Ince 
ref 


rtae Sedis; 
NR_024758.1 


hiothrix. 
NR_024696.1 


e; T 
ref 


ref|NR_024693.1 


ref|NR_024689.1 


ref|NR_026458.1 
3083185 308466 
rales; Thermoana 


ref|NR_026455.1 
3087607 308909 
Clostridiaceae; 
ref |NR_026431.1 
3123738 312518 
obiales; Hyphomi 


ref 
nce 


NR_026422.1 
313708 


ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref|NR_026394.1 

3178210 317953 
ales; Corynebact 


’ 


Burkholderia sacchari 


17 Burkholderia sacchari Bacteria; 


ia. 
Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacter. 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Eubacterium 
8 Eubacterium 
Eubacterium. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Natronincola 
0 Natronincola 
Natronincola. 
Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Sulfurospirillum 
4 3138514 


num Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Corynebacterium 

2 Corynebacterium 
erineae; 


’ 


ref |NR_026358.1 


Peptoniphilus harei 


strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Incertae Sedis; Peptoniphilus. 


6 


Firmicutes; 


Incertae Sedis; 
6 


6 
strain DSM 6836 1 
irmicutes; 


F 
6 
Pp 
Pp 
6 


strain 34-P 16S r 
Proteobacteria; B 
6 
thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


615048 Bacteria_16S 


brockii subsp. fi 


Thermoanaerobacte 


615048 Bacteria_16S 


strain 25-4 16S r 
Proteobacteria; 
6 
strain 961*00022/ 
Actinobacteria; C 


615048 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
615048 Bacteria_16S 


strain B 5329 16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


615048 Bacteria_16S 


conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; 
6 
strain HQgoel 16S 
roteobacteria; D 


anbaalenii strai 
anbaalenii Bacte 
ycobacteriaceae; 


Nea OVD 


strain Prevot 247 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
15048 Bacteria_16S 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
615048 Bacteria_16S 


6 
strain KB740 16S 


Proteobacteria; B 


aurantiaca strain 
Bacteria; Proteob 


strain 47001 16S 


615048 Bacteria_16S 
australicum strain IFAM ST1306 16S ribosomal RNA, parti 
australicum Bacteria; Proteobacteria; Alphaproteobacter 
15048 Bacteria_16S 
DSM 10228 16S ribosomal RNA, partial sequence 
Clostridia; 
615048 Bacteria_16S 

aotearoense strain JW/SL-NZ613 16S ribosomal RNA, parti 
aotearoense Bacteria; 
Thermoanaerobacterium. 
15048 Bacteria_16S 
halophilus strain 
halophilus Bacter 
15048 Bacteria_16S 


Clost 
15048 Bacteria_16S 
araputrificum st 
araputrificum Ba 
15048 Bacteria_16S 


15048 Bacteria_16S 


Thermoanaerobacter brockii subsp. 


G 
15048 Bacteria_16S 


train S 1 16S ribosomal RNA, partial s 


15048 Bacteria_16S 


eltaproteobacteria; 
15048 Bacteria_16S 
n PYR-1 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


15048 Bacteria_16S 


acteria; Gammaproteobacteria; Methyloc 
615048 Bacteria_16S 
ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 


3263336 3263446 16 125 gi 


3264856 3264966 16 125 gi 
Clostridiales; Clostridiaceae; 
3322644 3322734 36 125 gi 
Firmicutes; Clostridia; Thermoana 
3360871 3360961 36 125 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3446348 3446406 16 74 gi 


6S ribosomal RNA, partial sequence 3445905 34473 


ridia; Clostridiales; Clostridiaceae; 
3550007 3550117 16 125 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3794538 3794596 16 74 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3881239 3881329 36 125 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
ae 

3882811 3882901 36 125 gi 
nnii strain AKo-1 16S ribosomal RNA, p 


Thermo 
gi 


rales; Thermoanaerobacteraceae; 
3999522 3999584 12 74 
ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
33887 33928 33 74 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
38188 38229 33 74 gi 
162 16S ribosomal RNA, partial sequenc 


48820 48916 30 125 
ribosomal RNA, partial sequence 


gi 


78968 79073 18 122 


gi 


acteria; Proteobacteria; Gammaproteoba 
107926 108019 30 122 gi 
3895/92 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

Mycobacterium. 

112517 112598 18 99 


ribosomal RNA, partial sequence 


gi 


Syntrophobacterale 
115661 115766 18 122 gi 


Mycobacterium. 
126392 126485 33 125 gi 
7B 16S ribosomal RNA, partial sequence 


156754 156811 17 74 


gi 
191842 191883 33 74 gi 
JB103 16S ribosomal RNA, partial sequ 


228589 228694 18 122 


gi 


Cory 


3264433 32658 


3794096 37955 


finnii Bacteria; 


3999120 40005 


48372 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
615048 Bacteria_16S 


112043 11359 


156293 15781 


228138 22959 


219846745 
al sequenc 
ia; Rhizob 
219846744 


Clostridiu 
219846704 
al sequenc 
erobactera 


219846676 
sequence 

e; Marinoc 
219846612 


Clostridiu 
219846543 
tial seque 
idiales; C 
219846367 


mamonadace 
219846308 
quence 

naerobacte 


219846307 
artial seq 


anaerobact 
219846225 


anthomonad 
265679041 

33436 
obacterine 
265679038 
e 37787 
hodobacter 
265679031 
49856 


265679011 
equence 
cteria; Ps 
265678990 
quence 

Actinomyce 


265678987 


s; Syntrop 
265678985 
uence 

Actinomyc 


265678978 
12591 

nomycineae 

265678958 


ocyclaceae 
265678935 
ence 19135 
occales; M 
265678910 


nebacterin 


6 


15048 Bacteria_16S 
strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


230097 230202 18 122 gi 


Firmicutes; 


nomycineae; 


ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomic 
ref |NR_026336.1 
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myces meyeri Bacteria; 
ae; Actinomyces. 
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229646 231103 Mycobacterium aurum Bacteria; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


615048 Bacteria_16S 234663 234720 17 74 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

615048 Bacteria_16S 237881 237938 17 74 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

615048 Bacteria_16S 242572 242677 18 122 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

615048 Bacteria_16S 271163 271204 33 74 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

615048 Bacteria_16S 307660 307717 17 74 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

615048 Bacteria_16S 333673 333766 30 122 gi|265678838|ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

615048 Bacteria_16S 384808 384913 18 122 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 394046 394087 33 74 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

615048 Bacteria_16S 420240 420345 18 122 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

615048 Bacteria_16S 445012 445117 18 122 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

615048 Bacteria_16S 457364 457469 18 122 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 458816 458921 18 122 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

615048 Bacteria_16S 470913 471018 18 122 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 480069 480174 18 122 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

615048 Bacteria_16S 530674 530767 30 122 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

615048 Bacteria_16S 555106 555211 18 122 gi|265678682|ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 556648 556753 18 122 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 558192 558297 18 122 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 624659 624764 18 122 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
615048 Bacteria_16S 639993 640098 18 122 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 658111 658152 33 74 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

615048 Bacteria_16S 671762 671867 18 122 gi|265678601|ref|NR_028906.1| Pseudomonas 


frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 


ATCATGCCCCTTATGTCCAGGGCTACACACGTGCTACATTGGCGCGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCGCGTCTCGGTTCGG 
ATTGTAGGCTGAAACTCGCCTACATGAAGGCGGAGTTGCTAGTAATCGCGGATCAGCATTGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGGGAGTGAGCAACACCCGAAGCCGGTGGCCTAACCCGCAAGGGAGGGAGCCGTCGAAGGTGGGGCTCGTGACTGGGGTGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCACAGCACTGGCTTTGGTTGGTGTGGGTGAGTGGC 
GAACGGGTGAGTAATACGTGGGTAACCTGCCCTTCTTTTTGGGATAAGCCTTGGAAACGGGGTCTAATACTGGATATTCTGTTCCTGCCGCATGGTGGGTGTGGG 
AAAGTTTTTTCGAAGAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCA 
CATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGAAGGC 
TTTCGGGTTGTAAACCTCTTTCGGTACAGATCAAGGTTTATGGAAATAAGTTGAGGGTATGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGCTTGTTGCGCCTGCTGTGAAAACGCGGGGCTTAACTCCGCGCGTGCAGTG 
GGTACGGGCAGGCTAGAGTGTGGTAGGGGTGATTGGAATTCCAGGTGTAGCGGTGGAATGCGCAGATATCTGGAGGAACACCGATGGCGAAGGCAGGTCACTGGG 
CCATTACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGTTGGGAACTAGGTGTGGGGTCCTTTCCATG 
GGTTCTGCGCCGTAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
CGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGTGAGCTGCTAGAGATAGTGGTGCATTTGGTTGGTGGTGTACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCGTGTTGCCAGCATGTTGTGGTGGGGACTCACGAGAGACTGC 
CGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATGCTG 
TAAGGTTGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCCGTGGCTTAACCTTTTTGGGGGGAGCGGTCGAAGGTGG 
GGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCA 
GGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGAGATTAAGGTGCTTGCACCTTATGAAAGTGGCGCACGGGTGCGTAACGCGTATGCAACCTACC 
TTAATCAGGGGGATAGCCCGAAGAAATTCGGATTAACACCGCATAAAATCACAGTACAGCATTGTACAATGATCAAATATTTATAGGATTAAGATGGGCATGCGT 
GTCATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGACTAGGGGATCTGAGAGGATGGCCCCCCACACTGGTACTGAGACACGGACCAGACTCCTA 
CGGGAGGCAGCAGTAAGGAATATTGGTCAATGGAGGGAACTCTGAACCAGCCATGCCGCGTGCAGGAAGACAGCCCTCTGGGTCGTAAACTGCTTTTATTCGGGA 
ATAAACCTTGCTACGTGTAGCAAGCTGAATGTACCGAAGGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGA 
TTTATTGGGTTTAAAGGGTGCGTAGGCGGCTTATTAAGTCAGGGGTGAAAGACGGTGGCTCAACCATCGCAGTGCCCTTGATACTGATGAGCTTGAATACACTAG 
AGGTAGGCGGAATGTGACAAGTAGCGGTGAAATGCATAGATATGTCACAGAACACCGATTGCGAAGGCAGCTTACTATGGTGTGATTGACGCTGAGGCACGAAAG 
CGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATACTCGCTGTTAGCGATATACAGTTAGCGGCTAAGCGAAAGCGTTAAGTAT 
TCCACCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTT 
ACCCGGGCTTGAAAGTTAGTGAATAATCAAGAGATTGATTAGTGAGCAATCACACGAAACTAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTTAAGGTGGGGACTCTAAACAGACTGCCTGTGCAAACAGAGAGGAAGGAGGGGACGACG 
TCAAGTCATCATGGCCCTTACGTCCGGGGCTACACACGTGCTACAATGGATGGTACAGAGGGCAGCAAGC TGGCAACAGCAAGCGAATCTCAAAAAGCCATTCAC 
AGTTCGGATAGAGGTCTGCAACTCGACCTCTTGAAGTTGGATTCGCTAGTAATCGCGTATCAGCAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCAAGCCATGGAAGTTGGGGGTACCTAAAGTATGTAACCGCAAGGAGCGTCCTAGGGTAAAACCGATAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCG 
GAAGGTGCGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTAGAACGAACGCTGGCGGCACGCCTAACACATGCAAGTCGAG 
CGCACCTTCGGGTGAGCGGCGGACGGGTTAGTAACGCGTGGGAACATACCCTTTTCTACGGAATAGCCTCGGGAAACTGAGAGTAATACCGTATACGCCCCTCGG 
GGGAAAGATTTATCGGTGAAGGATTGGCCCGCGTCTGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCGACGATCAGTAGCTGGTTTGAGAGGATGATCAG 
CAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGAAAGCCTGATCTAGCGATGCCGCGTGAGTGATGAA 
GGCCTTAGGGTCGTAAAGCTCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGT 
TAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTATTAAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCTAATACTGGTAAT 
CTAGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACG 
CTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCAGGTTGCTTGCAACTTGGTGACACAC 
CTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGCAGAACCTTACCAACCCTTGACATCCTGATCGCGGTTAGTGGAGACACTTTCCTTCAGCTCGGCTGGATCAGTGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGAACTGCCCGTGATAAGCG 
GGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCATCTACAGTGAGTTAATCTCCAAAAGATGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTTGGGTCCACCCGAAGGCCGTGCGCCAACCTGCTTGCAGGGGGCAGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTGCTTGCAGGGTACTCGAGTGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGAGCCATTTTTAGTGTGATGGTTGGAAAGTT 
TTTTCGGTGTAGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGG 
GACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGG 
GTTGTAAACTCCTTTCGCTAGGGACGAAGCTTTTTGTGACGGTACCTAGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAG 
CGTTGTCCGGAATTACTGGGCGTAAAGGGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACT 
TGAGTACTGTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCAGTTACTGACGCT 
GAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGGGTCTTTTCACGACTTTCGTGCCGTA 
GCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGAT 
GCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGATCGGGCTAGAGATAGTCTTTCCCTTTGTGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATTTGGTTGGGGACTCATGAGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGCAGCGACACTGTGAGGTGGAGCGAATC 
GCTGAAAGCCGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCGGTGGCCCAAACTTGTTAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGA 
AGTCGTAACAAGGTACCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGAG 
AAGCTGCTTCTCGCTGACGAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAATACCGCATACGACC 
TACGGGAGAAAGGGGGCAACCTTGTTGCTCTCGCCTATTAGATGAGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCT 
GGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCC 
ATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGAAGACTCTATGGTTAATACCCATAGACGATGACATTAGCTGCAGAATAAGC 
ACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTG 
AAAGCCCCGGGCTTAACCTGGGAACGGCATCTGATACTGTTAGGCTAGAGTAGGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGG 
AGGAATACCGATGGCGAAGGCAGCCTTCTGGCATCATACTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTG 
CCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAG 
CGGTTTGGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTA 
CAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAAT 
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615048 Bacteria_16S 821508 821613 18 122 gi| 265678498 
strain IMT37 16S ribosomal RNA, partial sequence 821061 82256 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
615048 Bacteria_16S 846033 846074 33 74 gi| 265678482 
strain 19 16S ribosomal RNA, partial sequence 845553 84708 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
615048 Bacteria_16S 873261 873318 17 74 gi| 265678463 
strain N-1 16S ribosomal RNA, partial sequence 872811 87416 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
615048 Bacteria_16S 909699 909740 33 74 gi| 265678438 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
615048 Bacteria_16S 931361 931402 33 74 gi| 265678424 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial seque 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridial 
615048 Bacteria_16S 942186 942243 17 74 gi| 265678417 
strain IMI 359870 16S ribosomal RNA, partial sequence 94171 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
615048 Bacteria_16S 948438 948495 17 74 gi| 265678413 
strain PHL 16S ribosomal RNA, partial sequence 947973 94948 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
615048 Bacteria_16S 949999 950056 17 74 gi| 265678412 
strain 133 16S ribosomal RNA, partial sequence 949535 95104 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
615048 Bacteria_16S 951558 951615 17 74 gi| 265678411 
strain 146 16S ribosomal RNA, partial sequence 951100 95259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
615048 Bacteria_16S 953109 953166 17 74 gi| 265678410 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkho 
Simplicispira. 

615048 Bacteria_16S 954669 954726 17 74 gi| 265678409 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 95569 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
615048 Bacteria_16S 960791 960896 18 122 gi| 265678404 
strain CIP 104663 16S ribosomal RNA, complete sequence 96032 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
615048 Bacteria_16S 1002308 1002365 17 74 gi| 265678376 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 10033 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
615048 Bacteria_16S 1037253 1037310 17 74 gi| 265678353 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 10382 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
615048 Bacteria_16S 1088575 1088680 18 122 gi| 265678317 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 10881 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
615048 Bacteria_16S 1120339 1120396 17 74 gi|228716127 


265678580 


265678578 


Dorea. 
265678574 


nebacterin 
265678541 
quence 

a; Burkhol 
265678522 
1 sequence 
ria; Pseud 


265678505 


dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 


ref 


NR_028885.1 


Lamprocystis purpurea 


5 Lamprocystis 


ref 


ref 


eae; 


ref 


ref 


ref 


ref 


ref 


m. 
ref 


ae; 
ref 


ae; 
ref 


ref 


Lamprocystis. 


8 Mycobacterium 
Mycobacteriaceae; Mycobacterium. 


756798 758254 
deriales; 


784432 785869 


omonadales; 


ence 
e; Actinomycetales; 


aceae; 


07 1089634 Pseudo 
seudomonadaceae; 


NR_028883.1 


NR_028879.1 


NR_028845.1 


NR_028826.1 


NR_028808.1 
810468 


NR_028801.1 


NR_028785.1 


NR_028766.1 


Acidovorax. 
NR_028714.1 


Curvibacter. 
NR_028619.1 


NR_027547.1 


purpurea Bacteria; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 


Cupriavidus 
Cupriavidus 


Burkholderiaceae; Cupriavidus. 


Pseudomonas 
Pseudomonas 


Pseudomonadaceae; 


Mycobacterium 
811984 Mycobacterium 


Corynebacterineae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
Pseudomonas. 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


ceae; Cupriavidus. 
ref|NR_028740.1| Clostridium 

909211 910743 Clostridium 
stridiaceae; Clostridium. 
ref|NR_028726.1| Clostridium 
nce 930884 932385 Clostridium 
es; Clostridiaceae; Clostridium. 
ref|NR_028719.1| Comamonas terrigena 
4 943232 Comamonas terrigena Bacteria; 
ae; Comamonas. 
ref|NR_028715.1| Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


ae; Acidovorax. 
ref|NR_028713.1| Curvibacter delicatus 
4 Curvibacter delicatus Bacteria; 
ae; Curvibacter. 
ref|NR_028712.1| Simplicispira 

952645 954156 Simplicispira 
lderiales; Comamonadaceae; 
ref|NR_028711.1| Giesbergeria sinuosa 
7 Giesbergeria sinuosa Bacteria; 
ae; Giesbergeria. 
ref|NR_028706.1| Pseudomonas veronii 
3 961843 Pseudomonas veronii Bacteria; 
aceae; Pseudomonas. 
ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 
; Azovibrio. 
ref|NR_028655.1| Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Pseudomonas 
monas psychrophila 
Pseudomonas. 
Anaeromyxobacter 


1119856 1121404 Anaeromyxobacter dehalogenans 


615048 Bacteria_ 


wolinii strain DB 


Bacteria; 
Syntrophobacter. 


Actinobacteridae; 
6 


Actinobacteridae; 


Bacteria; 
6 


Proteobacteria; Deltaproteobacteria; 


615048 Bacteria_16S 
CMS 81 16S ribosomal RNA, 


15048 Bacteria_16S 
CMS 76r 16S ribos 


615048 Bacteria_16S 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 12363 
Firmicutes; 


16S 1126354 1126415 13 74 gi 


16S ribosomal RNA, partial sequence 


1136920 1137029 17 
complete sequence 


125 gi 


1138471 1138580 17 125 gi 


1236851 1236892 33 74 


gi 


Clostridia; Clostridiales; Lachno 


1250329 1250434 18 122 


253680772 


253680765 
1136447 1137959 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 
253680764 
omal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 
219878251 


spiraceae; 
219857412 


15048 Bacteria_16S 


gi 


strain CDC 941078 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 
615048 Bacteria_16S 1283246 1283303 17 74 gi|219846066 


strain LMG 20598 
Proteobacteria; 


cellulosolvens 6 
Bacteria; 


metallidurans CH3 
Cupriavidus. 
6 


16S ribosomal RNA, partial sequence 


615048 Bacteria_16S 


Firmicutes; 
615048 Bacteria_16S 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


1302923 1302964 33 74 


gi 
Clostridia; Clostridiales; 
1338104 1338161 17 74 gi 


4 Bacteria; Proteobacteria; 


1345823 1345928 18 122 


16S ribosomal RNA, partial sequence 1282800 12842 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
219846514 
16S ribosomal RNA, partial sequence 1302478 13039 
Eubacteriaceae; 

228721484 


228720938 


£ 
4 
B 
6 


15048 Bacteria_16S 


rachybacterium. 
15048 Bacteria_16S 


thailandensis strain E264 16S ribosomal RNA, 


thailandensis E26 
Burkholderia; 
6 
strain ATCC 29176 
29176 Bacteria; 


615048 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; 


strain STM815 16S 
Bacteria; 


615048 Bacteria_16S 


strain STM678 16S 
Proteobacteria; 
6 
strain TN-272 16S 
Firmicutes; 
6 
strain LMG 2210 1 
Proteobacteria; 


Lysobacter. 
6 


Proteobacteria; 


615048 Bacteria_16S 
avium strain DSM 44156 16S ribosomal RNA, partial 
avium Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium comp 
615048 Bacteria_16S 
denitrificans strain K601 16S ribosomal RNA, partial sequ 
Betaproteoba 


subsp. 
subsp. 
Mycobacteriaceae; 


denitrificans K60 
Alicycliphilus. 
6 


1359371 1359428 17 


gi 


aecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 
810 Bacteria; Actinobacteria; Actinobacteridae; Actino: 


74 gi 


mycetales; 


228720024 


11259 


Syntrophobacterale 


12499 


NR_028020.1| Syntrophobacter 
127376 Syntrophobacter wolinii 
Syntrophobacteraceae; 


RR 


ref 
onia 
eae; 
ref 
onia 


NR_028013.1| Leifsonia aurea strain 
aurea Bacteria; Actinobacteria; 
Leifsonia. 
NR_028012.1| Leifsonia rubra strain 
rubra Bacteria; Actinobacteria; 
eae; Leifsonia. 
ref|NR_025390.1| Parasporobacterium 

92 1237878 Parasporobacterium paucivorans 
Parasporobacterium. 

ref 


NR_025000.1 


Mycobacterium kubicae 


Corynebacterineae; 


18 1251238 Mycobacterium kubicae 
Mycobacteriaceae; 


ref|NR_025656.1 
83 Burkholderia 


Burkholderia hospita 
hospita Bacteria; 
Burkholderia. 

ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_027607.1 
1337638 133913 
Burkholderiales; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


ref 


NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 


ref|NR_027587.1 


1358923 136041 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Burkholderia 
0 Burkholderia 


pseudomallei group. 
15048 Bacteria_16S 


Firmicutes; 


15048 Bacteria_16S 


Clostridia; 
15048 Bacteria_16S 


15048 Bacteria_16S 
strain U120 16S ribosomal RNA, partial sequence 


15048 Bacteria_16S 


4 Bacteria; Proteobacteria; 
1363860 1363901 33 

16S ribosomal RNA, partial 
Clostridia; 
1376104 1376161 17 


74 gi 

sequence 

Clostridiales; 
74 gi 


1386597 1386654 17 74 gi| 228716754 

ribosomal RNA, partial sequence 1386182 13876 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
1388112 1388169 17 74 gi| 228716720 


ribosomal RNA, partial sequence 


1408994 1409035 33 74 

ribosomal RNA, partial sequence 
Clostridiales; Clostridiaceae; 

1414999 1415104 18 122 gi 


gi 


1428892 1428949 17 74 


gi 
Proteobacteria; 


1465380 1465437 17 74 


gi 


1475916 1476009 30 122 


gi 


1480605 1480662 17 74 


gi 


1 Bacteria; Proteobacteria; 


1491214 1491255 33 74 


gi 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 


WM1 Bacteria; 


Firmicutes; 


Clostridia; Clostridiales; 


partial sequence 
Betaproteobacteria; 


228719063 


Ruminococc 
228717818 
CJ2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales 
615048 Bacteria_16S 


1387667 13891 
Betaproteobacteria; Burkholderiales; Burkholderia 
224581401 
1408524 1 
Clostridiu 
224581448 
6S ribosomal RNA, partial sequence 14145521 
Gammaproteobacteria; Pseudomonadales; P 
615048 Bacteria_16S 
antibioticus strain USAM 3C 16S ribosomal RNA, partial 
antibioticus Bacteria; 


seudomonad 
224581439 
sequence 

Gammaproteobacteria; 


224581409 
1464924 14664 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
219878445 


219878371 


219846902 


13634 


13756 


4099 


4160 


Xanth 


sequence 
Actinomy 
lex (MAC 


ence 
cteria; 


Burkholderiales; Burkholderiaceae; 
ref|NR_027579.1| Ruminococcus lactaris 
15 1364816 Ruminococcus lactaris ATCC 
aceae; Ruminococcus. 

ref|NR_027567.1] Polaromonas 

65 1377116 Polaromonas naphthalenivorans 
; Comamonadaceae; Polaromonas. 


ref|NR_027555.1| Burkholderia phymatum 
16 Burkholderia phymatum STM815 
rkholderiaceae; Burkholderia. 
ref|NR_027554.1| Burkholderia tuberum 


46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 


ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 

m. 

ref|NR_027230.1| Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 
aceae; Pseudomonas. 
ref|NR_027221.1] Lysobacter 
1428427 1429921 Lysobacter 
omonadales; Xanthomonadaceae; 


ref|NR_027190.1| Azoarcus buckelii 

33 Azoarcus buckelii Bacteria; 

; Azoarcus. 

ref|NR_025584.1| Mycobacterium avium 
1475465 1476936 Mycobacterium avium 

cetales; Corynebacterineae; 

jis 

ref|NR_025510.1 

1480151 148165 

Burkholderiales; 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


ref|NR_026494.1]| Clostridium 


14907 


Clostridiaceae; 


49 1492247 Clostridium saccharolyticum 
Clostridium. 


615048 Bacteria_16S 1498726 1498767 33 74 gi| 219846656 |ref|NR_026248.1| Catonella morbi ATCC 
51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

615048 Bacteria_16S 1518097 1518138 33 74 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

615048 Bacteria_16S 1519609 1519650 33 74 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

615048 Bacteria_16S 1578562 1578667 18 122 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 1640975 1641080 18 122 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

615048 Bacteria_16S 1642537 1642642 18 122 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 1644098 1644203 18 122 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 1645153 Pseudomonas antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 1670116 1670157 33 74 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

615048 Bacteria_16S 1686652 1686709 17 74 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 

615048 Bacteria_16S 1694417 1694522 18 122 gi|219878411|ref|NR_025550.1| Pseudomonas cannabina 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 1695461 Pseudomonas cannabina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 1695961 1696066 18 122 gi|219878410|ref|NR_025549.1| Pseudomonas tremae 
strain TOl 16S ribosomal RNA, partial sequence 1695512 1697005 Pseudomonas tremae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

615048 Bacteria_16S 1725021 1725078 17 74 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 


strain LMG 3475 1 


6S ribosomal RNA, partial sequence 1724592 17259 


36 Comamonas kerstersii Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

615048 Bacteria_16S 1726420 1726525 18 122 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

615048 Bacteria_16S 1729496 1729601 18 122 gi|219878388|ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
615048 Bacteria_16S 1732574 1732615 33 74 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

615048 Bacteria_16S 1735590 1735683 33 125 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

615048 Bacteria_16S 1738635 1738728 33 125 gi|219878382|ref|NR_025521.1]| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

615048 Bacteria_16S 1760033 1760138 18 122 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

615048 Bacteria_16S 1761554 1761659 18 122 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

615048 Bacteria_16S 1763076 1763181 18 122 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

615048 Bacteria_16S 1901625 1901718 33 125 gi|219878262|ref|NR_025401.1] Actinomyces 


suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


615048 Bacteria_16S 
strain CCUG 41709 


1907332 1907425 33 


615048 Bacteria_16S 1936241 1936298 17 
nitrativorans Bacteria; 
615048 Bacteria_16S 

strain CCUG 41706 


Proteobacteria; 
1951632 1951725 33 


125 


74 


125 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


gi 


gi 


16S ribosomal RNA, partial sequence 


219878258 
19068 


219878237 


nitrativorans strain 23310 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


219878227 
19511 


Burkholderiales; 


ref |NR_025397.1 


ref |NR_025376.1 
1935800 193729 


ref|NR_025366.1 


Comamonadaceae; 


Actinomyces catuli 


68 1908267 Actinomyces catuli Bacteria; 
Actinomycetaceae; Actinomyces. 


Comamonas 
7 Comamonas 
Comamonas. 
Actinomyces canis 


63 1952590 Actinomyces canis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


615048 Bacteria_16S 1954566 1954659 33 


urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 


15048 Bacteria_16S 2041383 2041440 17 


Proteobacteria; 
seudoxanthomonas. 
15048 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; 
615048 Bacteria_16S 


6 
b 
broegbernensis Bacteria; 
P 
6 


2044518 2044575 17 


2061498 2061539 33 


roseopersicina strain DSM 229 16S ribosomal RNA, partial 


roseopersicina Bacteria; Proteobacteria; 
615048 Bacteria_16S 2090417 2090522 18 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 

615048 Bacteria_16S 2111821 2111914 30 
pinnipedii strain 
Bacteria; Actinobacteria; 


615048 Bacteria_16S 2128493 2128586 30 
africanum strain ATCC 25420 16S 
africanum Bacteria; 
Mycobacteriaceae; 
615048 Bacteria_16S 
scrofulaceum strain ATCC 


2129971 2130064 30 


Mycobacteriaceae; Mycobacterium. 
615048 Bacteria_16S 2134493 2134586 30 
strain ATCC 19422 16S ribosomal 
Bacteria; Actinobacteria; 


615048 Bacteria_16S 2143511 2143616 18 


strain Ps 9-14 16S ribosomal RNA, partial sequence 


roteobacteria; Gammaproteobacteria; 
15048 Bacteria_16S 2145016 2145121 18 


msongensis Bacteria; 
seudomonas. 
15048 Bacteria_16S 2148033 2148138 18 
strain MUP 1182 16S ribosomal RNA, 


Proteobacteria; 


P 
6 
u 
wu 
P 
6 


125 


74 


Gammaproteobacteria; 


74 


74 


Gammaproteobacteria; 


122 


122 


122 


122 


122 


122 


Pseudomonadales; 


122 


122 


gi 


gi 


roegbernensis strain B1616/1 16S ribosomal RNA, partial 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi 


gi 


gi 


6482 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
Mycobacterium; Mycobacterium tuberculosis complex. 


gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis compl 


gi 


19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 


gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
Mycobacterium; Mycobacterium tuberculosis complex. 


gi 


219878225 


219878167 
sequence 


219878165 
20440 


219878149 
sequence 


219878129 
sequence 


219857660 
21113 


219857649 
sequence 


219857648 
sequenc 


219857645 
21340 
Cory 


219857639 


2143068 21445 


gi 


gi 


219857638 


msongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Pseudo: 


219857636 


complete sequence 2147582 21491 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


615048 Bacteria_16S 2164685 2164778 30 


122 


gi 


219857625 


strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


15048 Bacteria_16S 2184402 2184459 17 
Proteobacteria; 
seudoxanthomonas. 


6 

t 

taiwanensis Bacteria; 
P 

615048 Bacteria_16S 


2217723 2217816 30 


74 


122 


gi 


gi 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


615048 Bacteria_16S 2219247 2219352 18 
extremorientalis 
extremorientalis 
Pseudomonas. 


615048 Bacteria_16S 


Bacteria; 


2234403 2234508 18 


Proteobacteria; 


122 


122 


gi 


gi 


219857609 


aiwanensis strain CB-226 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Xantho: 


219857587 
22172 


219857586 


strain KMM 3447 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


P 


219857576 


costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


sequence 1954098 195552 
Actinomycetales; 


Xanthomonadales; 


Chromatiales; 


Actinomycetales; 


Corynebacterineae; 


Actinomycetales; 


ref |NR_025364.1 


ref |NR_025306.1 
2040918 204243 
Xa 


ref |NR_025304.1 


ref |NR_025288.1 
2061023 206241 


ref|NR_025268.1 
2089993 209143 
Coryn 


ref|NR_025249.1 
81 2112761 Mycoba 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237.1 
e 2129523 213098 
Coryneb 


ref|NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 
ref|NR_025228.1 
Pseudomon 
ref|NR_025227.1 


2144573 214602 
monadales; Pseud 


ref |NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025198.1 
183928 218546 
monadales; Xanth 


ND 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025174.1 
nce 221879 
seudomonadales; 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
Luteimonas. 


Lamprocystis 
5 Lamprocystis 


Chromatiaceae; Lamprocystis. 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Mycobacterium 
cterium pinnipedii 


Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium microti 
cterium microti 


ycobacteriaceae; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomonadaceae; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Pseudomonas 

2 2220307 Pseudomonas 
Pseudomonadaceae; 


ref|NR_025164.1 
2233956 223544 


Pseudomonas 
7 Pseudomonas 


strain ICPB 3636 
roteobacteria; 


P 
6 
campinensis stra 
Bacteria; Proteo 
6 
strain LRC 5382 

Firmicutes; Clos 
6 


615048 Bacteria_ 


15048 Bacteria_ 


15048 Bacteria_ 


15048 Bacteria_ 
strain KF46F 16S ribosomal RNA, partial sequence 


16S 2265086 2265143 17 
B 
16S 
i 
b 
16S 
a 
1 
16S 


2275805 2275862 17 


2289460 2289501 33 


2304426 2304483 17 


74 gi 


16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neiss 


74 gi 


n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


74 gi 


6S ribosomal RNA, partial sequence 2288984 22904 
ridia; Clostridiales; Lachnospiraceae; 


74 gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


6 


15048 Bacteria_ 


16S 2315070 2315127 17 


74 gi 


strain KCTC 12005 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


615048 Bacteria_ 


16S 2318057 2318114 17 


74 gi 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteo 


strain CFML 97-3 
Proteobacteria; 


strain CFML 97-5 
Bacteria; Proteo 
6 
strain FI-13295 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
615048 Bacteria_16S 2352753 2352810 17 74 gi|219857492 
denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
615048 Bacteria_16S 2384694 2384751 17 74 gi| 219857470 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 23857 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
615048 Bacteria_16S 2436418 2436475 17 74 gi| 219857430 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 24374 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
615048 Bacteria_16S 2466859 2466900 33 74 gi| 219857405 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 24678 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
615048 Bacteria_16S 2499814 2499871 17 74 gi| 219857382 
strain MF63 16S ribosomal RNA, partial sequence 2499368 25008 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
615048 Bacteria_16S 2504398 2504439 33 74 gi| 219857379 
olearium strain SR1 16S ribosomal RNA, partial sequence 25039 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
615048 Bacteria_16S 2521128 2521233 18 122 gi| 219857363 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pse 
Pseudomonas. 

615048 Bacteria_16S 2522608 2522713 18 122 gi| 219857362 
brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pse 
Pseudomonas. 

615048 Bacteria_16S 2528680 2528785 18 122 gi| 219857358 


strain ATCC 4973 
Proteobacteria; 


615048 Bacteria_ 


615048 Bacteria_ 


15048 Bacteria_ 


615048 Bacteria_ 


b 
16S 
9 
G 
16S 
1 
b 
16S 
1 


2321203 2321308 18 


2322755 2322860 18 


2327238 2327343 18 


G 


16S 2531712 2531769 17 


strain LMG 3413 1 


acteria; Gammaproteobacteria; Xanthomo 


122 gi 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


122 gi 


4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


122 gi 


6S ribosomal RNA, partial sequence 2326828 23282 


16S ribosomal RNA, partial sequence 2528225 25296 
ammaproteobacteria; Pseudomonadales; P 


74 gi 


6S ribosomal RNA, partial sequence 2531266 25327 


2303983 23054 


Proteobacteria; 


6 
palleronii strai 
palleronii Bacte 
6 
strain CCUG 2113 
Proteobacteria; 

6 
strain ATCC 1962 
Proteobacteria; 


Betaproteobacteria; Burkholderiales; Bu 


15048 Bacteria_ 


15048 Bacteria_ 


15048 Bacteria_ 


615048 Bacteria_ 


16S 2543179 2543236 17 
n 
xr 
16S 2544736 2544793 17 
B 
16S 
4 
B 
16S 


2546292 2546349 17 


2555434 2555539 18 


74 gi 


CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 


74 gi 


16S ribosomal RNA, partial sequence 2544276 25457 
etaproteobacteria; Burkholderiales; Co: 


74 gi 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 


122 gi 


strain CIP 105469 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


219857556 


eriaceae; 

219857549 
nce 22753 
riales; Bu 
219857539 


Lachnobac 
219857526 


mamonadace 
219857519 
23146 
mamonadace 
219857517 
ence 23175 
nadales; X 
219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857511 


seudomonad 
219857356 


rkholderia 
219857348 
sequence 
; Burkhold 
219857347 


mamonadace 
219857346 
25458 
mamonadace 
219857340 


ref|NR_025144.1 
Simonsiella. 

ref |NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025127.1 


teri 
ref 


um. 
NR_025114.1 


ae; Xenophilus. 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025018.1 


; Cupriavidu 
NR_024993.1 


ceae 
ref 


mM. 


ref |NR_024970.1 


; Azoarcus. 

ref |NR_024967.1 

25 2505435 Sporob 

Sporobacterium. 

ref|NR_024951.1 
2520665 252209 

udomonadales; Ps 


ref|NR_024950.1 

2522145 252361 
udomonadales; Ps 
ref|NR_024946.1 


aceae; Pseudomon 
ref|NR_024944.1 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus 

vidus campinensis 

Cupriavidus. 
Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Sporobacterium 
acterium olearium 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


ceae; Cupriavid 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


ae; Acidovorax. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 


us. 
Hydrogenophaga 

5 Hydrogenophaga 

adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


ref|NR_024928.1 


Pseudomonas gessardii 


2554974 2556489 Pseudomonas gessardii 


615048 Bacteria_ 


strain CIP 10547 
Proteobacteria; 


615048 Bacteria_ 


strain CIP 10525 
Proteobacteria; 


615048 Bacteria_ 


strain CIP 10527 
Proteobacteria; 

6 
strain CFML 96-1 
Proteobacteria; 

6 
strain CIP 10466 
Bacteria; Proteo 


615048 Bacteria_ 


strain CIP 10488 
Bacteria; Proteo 


615048 Bacteria_ 


strain CFML 96-1 
Bacteria; Proteo 


615048 Bacteria_ 


strain CIP 10527 
Proteobacteria; 

6 
strain CIP 10546 
Bacteria; Proteo 
6 
strain CIP 10346 
Actinobacteria; 


615048 Bacteria_ 


intermedia strai 
Bacteria; Proteo 


615048 Bacteria_ 


strain BS5-8 16S 
Proteobacteria; 


615048 Bacteria_ 


strain SWub3 16S 
Proteobacteria; 


a 


strain T7 16S ri 
roteobacteria; 


iaphorobacter. 


train VPI-C6-61 
irmicutes; Clos 


seudomonas. 


acteria; 


DWOADVAMAAAWHANUD DS 


Pseudomonas. 


strain ATCC 1937 
Bacteria; 


strain ATCC 1352 
Bacteria; 


strain ATCC 4996 
Bacteria; 
6 


15048 Bacteria_ 


15048 Bacteria_ 


15048 Bacteria_ 


15048 Bacteria_ 


15048 Bacteria_ 


15048 Bacteria_ 
itroreducens str 
itroreducens Bac 


15048 Bacteria_ 


15048 Bacteria_ 
lcaliphila strai 
lcaliphila Bacte 


15048 Bacteria_ 
ururiensis strai 
Proteob 
15048 Bacteria_ 
hibiscicola strai 
hibiscicola Bacte 


615048 Bacteria_ 


Proteob 
615048 Bacteria_ 


Proteob 
615048 Bacteria_ 


Proteob 
15048 Bacteria_ 


16S 
0 
G 
16S 
9 
G 
16S 


2557000 2557105 18 122 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2561626 2561731 18 122 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2570759 2570864 18 122 gi 
4 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2579880 2579985 18 122 gi 
98 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2581446 2581551 18 122 gi 
4 16S ribosomal RNA, complete sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2583016 2583121 18 122 gi 
3 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2584585 2584690 18 122 gi 
70 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2595423 2595528 18 122 gi 
3 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2596989 2597094 18 122 gi 
0 16S ribosomal RNA, complete sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2639942 2640047 18 122 gi 
4 16S ribosomal RNA, partial sequence 

Actinobacteridae; Actinomycetales; Cory 
16S 2644626 2644683 17 74 gi 
n S1 16S ribosomal RNA, partial sequenc 
bacteria; Betaproteobacteria; Burkholde 
16S 2649173 2649230 17 74 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhod 
16S 2653693 2653750 17 74 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhod 
16S 2743697 2743754 17 74 gi 
bosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 
16S 2749399 2749456 17 74 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
16S 


2791728 2791769 33 74 


gi 
tridia; Clostridiales; Lachnospiraceae; 
16S 2815707 2815812 18 122 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


16S 2835452 2835509 17 74 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
16S 2850777 2850834 17 74 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


16S 
4 


2852346 2852403 17 74 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2853882 2853987 18 122 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858565 2858670 18 122 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


16S 
2 


16S 
8 


2648722 26501 


2653267 26546 


2743252 27447 


16S ribosomal RNA, partial sequence 2791299 27926 


219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857231 
26395 
nebacterin 
219857228 
e 26441 
riales; Co 
219857225 


ocyclaceae 
219857222 


ocyclaceae 
219857158 


mamonadace 
219857154 
equence 

ria; Burkh 


219857122 


Coprococc 
219856913 
equence 

ia; Pseudo: 


v 


219856900 
ence 28349 
riales; Bu 
219856890 
1 sequence 
ia; Pseudo 
219856889 
28518 
nadales; X 
219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 


ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy 
ref |NR_024853.1 


; Az 
ref 


onexus. 
NR_024850.1 
; Az 
ref 


oarcus. 
NR_024786.1 


ae; Delftia. 
ref |NR_024782.1 

2748935 275045 
olderiales; Coma 
ref|NR_024750.1 
us. 
ref |NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024709.1 

2850317 285183 
monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 


16S 2861631 2861688 17 74 gi 


219856883 


lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 


Pseudomonas migulae 


monas migulae Bacteria; 


as. 
Pseudomonas mosselii 


monas mosselii Bacteria; 


as. 
Pseudomonas jessenii 


monas jessenii Bacteria; 


as. 
Pseudomonas cedrina 


monas cedrina Bacteria; 


as. 
Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


monas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


monas orientalis 


Pseudomonas. 
Pseudomonas mandelii 


monas mandelii Bacteria; 


as. 
Pseudomonas libanensis 


monas libanensis 


Pseudomonas. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Burkholderia 
lderia kururiensis 
Burkholderia. 

Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 


ref |NR_024702.1 
2861171 286267 


Curvibacter 
8 Curvibacter 


615048 Bacteria_16S 2918449 2918506 17 74 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

615048 Bacteria_16S 2919978 2920083 18 122 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

615048 Bacteria_16S 2923069 2923126 17 74 gi|219856841|ref|NR_024660.1| Pseudoxanthomonas 
japonensis strain 12-3 16S ribosomal RNA, partial sequence 2922617 2924080 Pseudoxanthomonas japonensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
615048 Bacteria_16S 2936458 2936567 17 125 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

615048 Bacteria_16S 2974385 2974490 18 122 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 


strain PCl 16S ri 
Proteobacteria; 


6 


strain BSB411 16S 
Proteobacteria; 


6 


strain 7 16S ribo 
Clostridia; 


6 


mediterraneus str 
mediterraneus Bac 


s 
6 


1 
B 
6 
c 
c 
6 


G 
15048 Bacteria_16S 


B 
15048 Bacteria_16S 


Clost 
15048 Bacteria_16S 


ulfitobacter. 
15048 Bacteria_16S 
imneticum strain 
acteria; Proteob 
15048 Bacteria_16S 
aribensis strain 
aribensis Bacter 
15048 Bacteria_16S 


ribosomal RNA, 


ridiales; 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


3013956 3014013 17 


3032095 3032136 33 


Clostridiaceae; 
3062593 3062634 33 


3074378 3074435 17 


3077438 3077495 17 


3113505 3113562 17 


complete sequence 
etaproteobacteria; Burkholderiales; Comamonadace 


74 gi 


30 


74 gi 


74 gi 


ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


74 gi 


cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 


74 gi 


MWAP64 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Betaproteobacteria 


74 gi 


strain DSM 12081 
Proteobacteria; 


pontiacus ChLG-10 
Bacteria; 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


615048 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 
6 
strain DSM 11363 
Proteobacteria; 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


615048 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


strain B 16S ribo 
Clostridia; Clost 


615048 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 

6 
strain DSM 44140 


B 
615048 Bacteria_16S 


Proteob 
615048 Bacteria_16S 


15048 Bacteria_16S 


G 


15048 Bacteria_16S 


16S ribosomal RNA, complete sequence 
etaproteobacteria; Rhodocyclales; 
3143574 3143615 33 74 gi 
16S ribosomal RNA, partial sequence 

acteria; 
3151152 3151241 35 
in KMS2 
eria; P 


123 gi 


roteobacteria; 
3157422 3157463 33 74 gi 
DSM 4024 16S ribosomal RNA, partial s 


ia; Firmicutes; Clostridia; 
3177098 3177203 18 


122 gi 


3205969 3206062 30 122 


gi 


3301386 3301427 33 74 gi 
ridiales; Blautia. 

3313494 3313599 18 122 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
3321119 3321212 33 


125 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


615048 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


615048 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 


3337777 3337882 18 122 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3339289 3339394 18 


122 gi 


Rhodoc 


Alphaproteobacteria; Rhodobac 


16S ribosomal RNA, partial seque 
Deltaproteobacte 


Clostridia 


S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


2973936 29754 
udomonad 


se 
219846914 
13492 30150 


219846901 


somal RNA, partial sequence 3031628 3033115 Clost 
Clostridium. 


219846880 
sequence 
eria; 


219846872 
ence 30739 
ales; 
219846870 
nce 


, 


219846846 
31130 
yclaceae 
219846826 
31431 
terales; 
219846821 
nce 
ria; Desul 
219846817 
equence 
les; Lachn 
219846803 


16S ribosomal RNA, partial sequence 3176631 31781 
ammaproteobacteria; Pseudomonadales; P 
615048 Bacteria_16S 


seudomonad 
219846784 
ce 32055 
ales; Cory 


219846720 
219846711 
equence 


ria; Desul 


219846705 


16S ribosomal RNA, partial sequence 3320684 33221 


nebacterin 
219846693 
al sequenc 
e; Actinom 


219846692 


Rhodobac 


Rhodocyc 


Burkholderia 


Rhodo 


acea 
ref 


e; Pseudomon 
NR_026506.1 


Acidovorax. 
NR_026493.1 
um indolis B 


ae; 
ref 
ridi 


ref|NR_026472.1 
3062186 306360 
terales; Rho 


ref|NR_026464.1 
12 3075441 Ferrib 
laceae; Ferr 
ref|NR_026462.1 
3076975 307840 
les; Burkhol 
NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026418.1 
69 3144565 Sulfit 
bacteraceae; 
NR_026413.1 
150676 315218 
fovibrionales; D 


ref 


ref 


w 


ref|NR_026409.1 

3156952 315844 
ospiraceae. 
ref|NR_026395.1 


aceae; Pseudomon 
ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


ref 
ias 


NR_026312.1 
chinkii Bact 


ref |NR_026303.1 

3313036 331453 
fovibrionales; D 
ref |NR_026297.1 
eae; Gordoniacea 
ref|NR_026285.1 
e 3337354 333881 
ycetales; Coryne 


ref 


29 Pseudomonas cichorii Bacteria; 


as. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Clostridium indolis 
acteria; Firmicutes; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Desulfovibrio 

4 Desulfovibrio 
esulfovibrionaceae; 


Desulfotomaculum 
6 Desulfotomaculum 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 

Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Blautia schinkii 
eria; Firmicutes; 


Desulfovibrio 
8 Desulfovibrio 


esulfovibrionaceae; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


NR_026284.1 
333886 


Mycobacterium 
4 3340325 Mycobacterium 


austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


615048 Bacteria_16S 3357707 3357812 18 


Dermabacteraceae; Brachybacterium. 
615048 Bacteria_16S 3359271 3359376 18 


Dermabacteraceae; Brachybacterium. 
615048 Bacteria_16S 3412460 3412553 33 
strain NCTC 10951 


615048 Bacteria_16S 
strain 6843 DSM 1 


3478498 3478591 33 


615048 Bacteria_16S 3479948 3480041 33 


denticolens strain NCTC 11490 16S ribosomal RNA, partial 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
615048 Bacteria_16S 3481427 3481520 33 
strain NCTC 11636 


615048 Bacteria_16S 3526939 3526980 33 


neopropionicum strain DSM 3847 16S ribosomal RNA, 
Clostridia; 


neopropionicum Bacteria; 
615048 Bacteria_16S 


Firmicutes; 
3556184 3556241 17 


122 


2 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; 


122 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; 


125 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


125 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


125 


125 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


74 


74 


strain 106 16S ribosomal RNA, partial sequence 


Proteobacteria; 


615048 Bacteria_16S 3586482 3586523 33 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


74 


strain JB13 16S ribosomal RNA, partial sequence 


Proteobacteria; 


615048 Bacteria_16S 3595699 3595740 33 


Gammaproteobacteria; Methylococcales; Methylococc 


74 


strain 743A 16S ribosomal RNA, partial sequence 


Firmicutes; 
615048 Bacteria_16S 


Clostridia; Clostridiales; 
3598780 3598821 33 


celerecrescens strain DSM 5628 16S ribosomal RNA, partial 
Clostridia; 


celerecrescens Bacteria; Firmicutes; 
615048 Bacteria_16S 3625708 3625801 30 
strain ATCC 35799 16S ribosomal RNA, 


Mycobacterium. 
615048 Bacteria_16S 
strain ATCC 43910 


3636441 3636546 18 


Mycobacterium. 


615048 Bacteria_16S 3662508 3662603 31 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial 


psychrotropica Bacteria; Proteobacteria; 
615048 Bacteria_16S 3664046 3664139 30 
bohemicum strain 


Mycobacteriaceae; 
6 


Mycobacterium. 
15048 Bacteria_16S 3763062 3763103 33 


fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequenc 
Clostridiales; 


fibrisolvens Bacteria; 
615048 Bacteria_16S 


Firmicutes; 
3771944 3772035 35 


hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


hydrogenophilus Bacteria; 
Geobacter. 
615048 Bacteria_16S 
strain S51-W 16S 
Proteobacteria; 

615048 Bacteria_16S 3809644 3809749 18 
strain B62 16S ribosomal RNA, 
Proteobacteria; 


3796068 3796163 31 


615048 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 

615048 Bacteria_16S 


3892121 3892216 31 


Bacteria; 


3941923 3942032 17 


Clostridia; 


Proteobacteria; 


Clostridiaceae; 


74 


122 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


122 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


125 


Gammaproteobacteria; Alt 


122 


DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


74 


125 


125 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliace 


122 


complete sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


125 


strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


125 


strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


Gammaproteobacteria; 


19846678 
sequence 


gi 


219846677 
sequence 


gi 


219846636 
34120 


gi 


gi| 219846590 


219846589 
sequence 
Actinomyc 


gi 


219846588 
34809 


gi 


gi| 219846558 
complete sequen 
Clostridiales; C 
gi| 219846538 
3555718 35572 


gi|219846518 
3585997 35874 


gi|219846511 
3595254 35967 
Clostridiu 
219846508 
sequenc 
Clostridiales; C 

gi|219846488 
36252 
Cory 


gi 


219846481 
36360 
Cory 


gi 


219846463 
sequenc 


gi 


gi|219846462 


gi| 219846390 


Lac 
gi| 219846383 
De 


gi| 219846366 
3795600 37970 


gi|219846356 
3809177 38107 


gi| 219846300 
complete sequ 


219846264 


Actinomycetales; 


Actinomycetales; 


ref |NR_026270.1 
3357257 335877 
Microc 


NR_026269.1 
3358821 336033 


ref|NR_026228.1 


ref |NR_026182.1 
; Actinomycetace 
ref|NR_026181.1 

3479494 348091 


ref |NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref|NR_026130.1 
47 Zoogloea 
; Zoogloea. 
ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026103.1 


m. 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; 


ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026054.1 

3663577 366509 
ales; Corynebact 


ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025974.1 

3771473 377289 
sulfuromonadales 
ref|NR_025957.1 
Colwellia. 
NR_025947.1 


ae; 
ref 


aceae; Pseudomon 
ref|NR_025890.1 
ence 389163 
Oceanospirillale 


ref 


gi 


Brachybacterium 
0 Brachybacterium 
occineae; 


Brachybacterium 
2 Brachybacterium 


Micrococcineae; 


Actinomyces viscosus 


06 3413422 Actinomyces viscosus Bacteria; 
Actinomycetaceae; Actinomyces. 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 
5 Actinomyces 


etales; Actinomycineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Clostridium 
8 Clostridium 
lostridium. 
Zoogloea ramigera 


ramigera Bacteria; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
6 Clostridium 
lostridium. 
Mycobacterium szulgai 
cterium szulgai 


Mycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Mycobacterium 
2 Mycobacterium 
erineae; 


Butyrivibrio 

4 Butyrivibrio 
tyrivibrio. 
Geobacter 

0 Geobacter 

; Geobacteraceae; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Halomonas 

6 3893166 Halomonas 
s; Halomonadaceae; 


NR_025854.1 


Acidiphilium rubrum 


3941522 3942934 Acidiphilium rubrum Bacteria; 


615048 Bacteria_16S 3943384 3943493 17 125 gi| 219846263 |ref|NR_025853.1 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidip 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
615048 Bacteria_16S 3946304 3946413 17 125 gi|219846261|ref|NR_025851.1 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
615048 Bacteria_16S 3947769 3947878 17 125 gi|219846260|ref|NR_025850.1 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
615048 Bacteria_16S 3949226 3949283 17 74 gi|219846259|ref|NR_025849.1 
strain 101 16S ribosomal RNA, partial sequence 3948831 39502 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
615048 Bacteria_16S 3962775 3962832 17 74 gi|219846250|ref|NR_025840.1 
strain FR2 16S ribosomal RNA, partial sequence 3962329 39637 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 
615048 Bacteria_16S 3964282 3964339 17 74 gi|219846249|ref|NR_025839.1 
strain 2761 16S ribosomal RNA, partial sequence 3963836 39652 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
615048 Bacteria_16S 4025148 4025189 33 74 gi|219846206|ref|NR_025796.1 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 40261 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

615048 Bacteria_16S 4050943 4051036 33 125 gi|219846186|ref|NR_025776.1 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 405187 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Nocardioidaceae; Nocardioides. 

615048 Bacteria_16S 4062938 4063031 30 122 gi| 219846177 |ref|NR_025767.1 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 406399 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

615048 Bacteria_16S 4073533 4073638 18 122 gi|219846170|ref|NR_025760.1 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 407456 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacteriaceae; Mycobacterium. 

615048 Bacteria_16S 4121991 4122048 17 74 gi|219846135|ref|NR_025725.1 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 412305 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rho 
Petrobacter. 

615048 Bacteria_16S 4166582 4166623 33 74 gi|219846102|ref|NR_025692.1 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 416759 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodoba 
Sulfitobacter. 

615048 Bacteria_16S 4168064 4168105 33 74 gi|219846101|ref|NR_025691.1 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 
615048 Bacteria_16S 4233400 4233493 30 122 gi|219846046|ref|NR_025636.1 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
615048 Bacteria_16S 13939 14023 31 114 gi|265679054|ref|NR_029362.1 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; F 
Francisella. 

615048 Bacteria_16S 50366 50422 18 74 gi|265679030|ref|NR_029338.1 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
615048 Bacteria_16S 53580 53688 18 125 gi|265679028|ref|NR_029336.1 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcacea 
615048 Bacteria_16S 59535 59591 18 74 gi|265679024|ref|NR_029332.1 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
615048 Bacteria_16S 61083 61139 18 74 gi| 265679023 |ref|NR_029331.1 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
615048 Bacteria_16S 100328 100384 18 74 gi| 265678996 |ref|NR_029304.1 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

615048 Bacteria_16S 114115 114171 18 74 gi| 265678986 |ref|NR_029294.1 
strain DM-2 16S ribosomal RNA, partial sequence 113641 11518 

Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntroph 
615048 Bacteria_16S 121840 121896 18 74 gi| 265678981 |ref|NR_029289.1 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


acteria; Deltaproteobacteria; 


e: 


Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Nocardioides 
7 Nocardioides 
bacterineae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Francisella tularensis 

Francisella tularensis 
rancisellaceae; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Xanthomonas theicola 


’ 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Halobacillus litoralis 


litoralis Bacteria; 


Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 


Syntrophobact 


Desulforhabdus 


121373 122854 Desulforhabdus amnigena 
Syntrophobacterales; 


eraceae; Desulforhabdus. 


15048 Bacteria_16S 


icrobacteriaceae; 
15048 Bacteria_16S 


Proteobacteria; 


158298 158406 18 


Microbacterium. 


213508 213600 31 


244187 244295 18 


125 


122 


strain 40 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
615048 Bacteria_16S 


125 


gi 


6 

arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 
M 
6 


gi 
21 


Oceanospirillales; 


gi 


243690 24511 


strain LC 1 16S ribosomal RNA, partial sequence 


Firmicutes; Clos 


strain F 628 16S 


strain YIM 70081 


615048 Bacteria_16S 


tridia; Clostridiales; Veillonellaceae; 


297062 297154 31 122 gi 
ribosomal RNA, partial sequence 


359109 359165 18 74 


gi 


360655 360711 18 74 


gi 


sandarakina Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 


strain B7-43 16S 
Proteobacteria; 


subsp. nitratus 


strain YIM 70085 


615048 Bacteria_16S 


362186 362242 18 74 
ribosomal RNA, partial sequence 


gi 
36 


401691 401799 18 
strain IMET 11532, 


125 gi 


Agromyces. 


421781 421837 18 74 


gi 


296587 29794 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
615048 Bacteria_16S 
16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
615048 Bacteria_16S 
sandarakina strain YIM 70009 16S ribosomal RNA, partial 


Deltaproteobacteria; Desulfovibrionales; 
615048 Bacteria_16S 
16S ribosomal RNA, partial seq 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacterida 
Microbacteriaceae; 
615048 Bacteria_16S 
16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


h 


6 


kentuckyensis str 
kentuckyensis Bac 


P 
6 


atlanticus strain 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


426488 426544 18 


429575 429631 18 


437371 437427 18 


74 


74 


74 


gi 


6 

xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Micrococcaceae; Nesterenkonia. 
6 
h 


gi 


alotolerans strain YIM70084 16S ribosomal RNA, partial 
alotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Nesterenkonia. 


gi 


ain NRRL B-24129 16S ribosomal RNA, partial sequ 
teria; Actinobacteria; Actinobacteridae; Actinom 
seudonocardiaceae; Amycolatopsis. 


atlanticus Bacteria; 
615048 Bacteria_16S 


mediterranei str 
mediterranei Bac 
Pseudonocardiace 


615048 Bacteria_16S 
16S ribosomal RNA, partial sequence 461374 46285 


strain YIM 31530 


615048 Bacteria_16S 


J18 16S ribosoma 
Actinobacteridae 


615048 Bacteria_16S 


brisbanense Bact 
Mycobacteriaceae 


615048 Bacteria_16S 


antarctica strai 
antarctica Bacte 
Pseudonocardiace 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
466336 466392 18 74 gi|265678740|ref|NR_029045.1 
1 RNA, partial sequence 465880 467346 Rothia amarae Bacteri 
; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
478533 478625 31 122 gi| 265678732 |ref|NR_029037.1 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
; Mycobacterium. 
506348 506456 18 125 gi|265678714|ref|NR_029019.1 
n DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
ae; Pseudonocardia. 
544354 544462 18 125 gi| 265678689 |ref|NR_028994.1 


615048 Bacteria_16S 


IMMIB R-145 16S 


strain TMAO3 16S 
Firmicutes; Clos 


615048 Bacteria_16S 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


548975 549075 16 115 
ribosomal RNA, partial sequence 
tridia; Clostridiales; Veillonellaceae; 
617264 617356 31 122 gi 


gi 


443476 443532 18 74 gi| 265678759 
HTCC2559 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacterial 
460295 460351 18 74 gi| 265678744 
ain NT 19 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomy 
ae; Amycolatopsis. 
461823 461931 18 125 gi| 265678743 


265678957 
sequence 
Actinomyc 


265678920 
3019 21448 
Marinomon 
265678899 


Megasphae 
265678862 


265678815 


265678814 
sequence 
Actinomyc 


265678813 
1716 36321 
Desulfov 
265678787 


265678773 


265678770 


265678768 
sequence 
Actinomy 


265678763 


ref|NR_029265.1 

157869 159336 
etales; Micrococ 
ref |NR_029228.1 
as. 
ref |NR_029207.1 
ra. 
ref|NR_029168.1 
9 Mycobacterium 
eae; Mycobacteri 
ref|NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029119.1 

360205 361665 
etales; Micrococ 


ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; Des 
ref |NR_029092.1 
uence 401266 
e; Actinomycetal 
ref |NR_029078.1 
; Yaniellaceae; 
ref|NR_029075.1 

426041 427535 
ycetales; Microc 


ref|NR_029073.1 
429128 430610 
cetales; Microco 


ref 
ence 
ycetales; 


NR_029068.1 
436922 
Pseudo 


ref|NR_029064.1 
443005 444493 
Flavobacteri 
ref |NR_029049.1 
459859 461323 
cetales; Pseudon 


es; 


ref/NR_029048.1 


543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
615048 Bacteria_16S 
548509 55004 


265678686 


Sporomusa 


Nocardiacea 


ref|NR_028991.1 


265678640 


Microbacterium 
Microbacterium 
cineae; 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 

Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Agromyces cerinus 

402730 Agromyces 
es; Micrococcineae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Croceibacter 
Croceibacter 
Croceibacter. 
Amycolatopsis 
Amycolatopsis 
ocardineae; 


aceae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Rothia amarae strain 
a; Actinobacteria; 


Mycobacterium 
Mycobacterium 
cterineae; 


Pseudonocardia 
Pseudonocardia 


ardineae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


ref |NR_028945.1 


Mycobacterium 


616795 618320 Mycobacterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


CGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGGGTTGATCNTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGG 
TAACAGGTGTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACGGAGCGAAAGCTTTGCTAATACCGCATAC 
GATCTACGGATGAAAGCAGGGGACCGCAAGGCCTTGCGCGGACGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAGGCTTACCAAGCCGACGATCTGT 
AGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCC 
AGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAAGCTGTTTCTAATAAAGAGAGCTCATGACGGTACCGTAAGAAT 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGCAAGACAGA 
TGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCATAGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATAT 
GCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACNCCC 
TAAACGATGTCAACTGGTTGTTGGGTCTTCACTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAATTTTCCAGAGATGGATTA 
GTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTT 
GCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATAC 
AATGGCTGGTACAGGGGGTTGCCAACCCGCGAGGGGGAGCCAATCCCATAAAACCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATC 
GCTAGTAATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGGTAGCCTAA 
CCGTAAGGAGGGCGCTTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAACCATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGCTTAACACATGCAAGTCGAGCGGTAGCACAGAGAGCTTGCTCTCGGGTGACAAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTACCTAGTAG 
TGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTAAGGGGGAAAGCGGGGGATCTTCGGACCTCGTGCTATTAGATGAGCCTGCGTGAGATTAG 
CTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGAAGGGAGGAAAGGTT 
GTGTGTTAATAGCACATAGCTGTGACGTTACCTTCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATT 
ACTGGGCGTAAAGCGCGCGTAGGTTGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAAGCTAGAGTACAGTAGAGG 
GTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGAGATGGGAAGGAACATCAGTGGCGAAGGCGACTGCCTGGACTGATACTGACACTGAGGTGCGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTTGTCGGGAGACTTGATCTCTTGGTAACGAAGCTAACGCGATAAGTAG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCTACTCTTGACATCCAGTGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTG 
GGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCATCATTAAGTTGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACG 
TCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCCAGTACAGAGGGTTGCAATGCCGCGAGGTGGAGCTAATCCCACAAAGCTGGTCGT 
AGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCTAACACATGCAAGTCGAACGGAAAGGCCGAAGCTTGC 
TTTGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCAGATAGGACCACGGTGT 
GGTGATCGTGGTGGAAAGTTTTTTCGGTGTGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAG 
AGGGTGTACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCG 
TGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCCAAAGACGAATTTTGACGGTATTTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGGAATACCGGGGCTTAACTTCGGGGTTGCATAC 
GATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG 
GCAGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGTCCCTTCCACG 
GGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
TGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCAGATCGCCGCAGAGATGTGGTTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATGTTGTGGTGGGGACTCATGAGAGACTGCC 
GGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGCTTGCGAGCCTG 
TGAGGGTGAGCGAATCGCTGAAAGCCGGTCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTGTCAAAAGGAGCTGTCGAAGGTGGGATCGG 
CGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGG 
TGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATACACCTCATGGGATGCATGTTTTGTGGGGGAAAGCTTTTGCGGTGTGGGATG 
GGCCCGCGGCCTATCAGCTTGTTGGTGAGGTTACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTC 
GCCAGGGACGAAGCGCGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACT 
GGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGA 
CTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGG 
GAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTA 
CCTGGGTTTGACATGCACAGGACGTGCCTAGAGATAGGTATTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGT 
CAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTC 
AGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAG 
GTAGCCGTACGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGT 
CAAGGGGAAAGGCGGACTTCGGTTTGCCGAGTATACTGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCCTTATGTCTGGGATAACCTCGAGAAATCGGGGCT 
AATACCGGATAAGGTCAATTGGCCGCATGGTTAATTGATTAAAGGTGCCGCAAGGTACTGCATAAGGATGGGCCTGCGTTCCATTAGCTAGATGGTAGGGTAACG 
GCCTACCATGGCGACGATGGATAGCTGATCTGAGAGGATGATCAGCCACACTGGGATTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGC 
GCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGGGGGAAGAAGCTCTATGGAGTGTAAACCCCTGTAGGTAGGGAAGAAAGTCATGGCTTCGCAAGGGGTCA 
TGTTTGACGGTACCTACAAAGTAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGAGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGT 
GTAGGCGGTCTGGTAAGTCAGATGTGAAATCCCACGGCTTAACCGTGGAATTGCATTTGAAACTGCCGGACTTGAGTGCGAGAGAGGGTAGTGGAATTCCCGGTG 
TAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTAGCGAAGGCGGCTACCTGGCTCGTAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGGGCACTAGGTGTTGGGGCCGACTTGTCGGCCTCAGTGCCGCAGCCAACGCATTAAGTGCCCCGCCTGGGGAGTA 
CGCTCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCGGGGTTTGACAT 
GCCGATGACGTCACGGGAGACCGTGATTCCCTTCGGGGCGTCGGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCCTGCCTCTAGTTACCATCGGTTCAAGCCGGGGACTCTAGAGGGACTGCCGGCGATAAGCTGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGG 
CCCTTACACCCCGGGCTACACACGTGCTACAATGGCCGGTACAGCGAGT TGCGAAACCGCGAGGTGGAGCCAATCTCTAAAAACCGGTCTCAGTTCGGATTGCAG 
TCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGA 
AGTCGGCAGTACCCGAAGCCCCCGCATTAGCGGGGTCGAAGGTAAGGCCGATGACTGGGGCGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGNNNNNNNN 
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615048 Bacteria_16S 638429 638485 18 74 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
615048 Bacteria_16S 641532 641588 18 74 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

615048 Bacteria_16S 643100 643200 16 115 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

615048 Bacteria_16S 704819 704927 18 125 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

615048 Bacteria_16S 801772 801880 18 125 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

615048 Bacteria_16S 823089 823145 18 74 gi|265678497|ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
615048 Bacteria_16S 864164 864220 18 74 gi| 265678469 |ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
615048 Bacteria_16S 867200 867256 18 74 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

615048 Bacteria_16S 874625 874717 31 122 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

615048 Bacteria_16S 876061 876117 18 74 gi|265678461|ref|NR_028764.1| Streptomyces 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

615048 Bacteria_16S 882076 882184 18 125 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

615048 Bacteria_16S 888213 888269 18 74 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

615048 Bacteria_16S 898917 898976 15 74 gi| 265678445 |ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

615048 Bacteria_16S 971547 971603 18 74 gi| 265678396 |ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
615048 Bacteria_16S 976126 976182 18 74 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
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1217119 1217175 18 74 gi| 219878473 |ref|NR_025612.1 
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ctinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
1311997 1312053 18 74 gi|228721465|ref|NR_027606.1 
ain LMG 747 16S ribosomal RNA, partial sequence 1311542 131304 
teria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 
1316674 1316782 18 125 gi|228715851|ref|NR_027540.1 
bosomal RNA, partial sequence 1316224 13177 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Trop 
1325912 1326020 18 125 gi|219846136|ref|NR_025726.1 
osomal RNA, partial sequence 1325499 1326944 Nocardia alba 
ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
1347381 1347437 18 74 gi|228720860|ref|NR_027598.1 
in MPOB 16S ribosomal RNA, partial sequence 1346912 134839 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobactera 
eae; Syntrophobacter. 
1357904 1357960 18 74 gi|228720055|ref|NR_027588.1 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 135754 
CC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriace 


gonidiaformans AT 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 


615048 Bacteria_16S 1360897 1361005 18 125 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

615048 Bacteria_16S 1385087 1385143 18 74 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain O0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

615048 Bacteria_16S 1401540 1401648 18 125 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

615048 Bacteria_16S 1448887 1448943 18 74 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

615048 Bacteria_16S 1454897 1454941 31 74 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
615048 Bacteria_16S 1521090 1521198 18 125 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

615048 Bacteria_16S 1537870 1537978 18 125 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

615048 Bacteria_16S 1563393 1563449 18 74 gi|219846103|ref|NR_025693.1| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

615048 Bacteria_16S 1604753 1604809 18 74 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 


strain DSM 12798 


16S ribosomal RNA, partial sequence 1604315 16058 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
615048 Bacteria_16S 1606294 1606350 18 74 gi|219878472|ref|NR_025611.1 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 160731 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 

615048 Bacteria_16S 1607804 1607860 18 74 gi|219878471|ref|NR_025610.1 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 160881 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Sh 
Shewanella. 

615048 Bacteria_16S 1653181 1653237 18 74 gi| 219878439 |ref|NR_025578.1 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 16542 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomon 
615048 Bacteria_16S 1654728 1654784 18 74 gi|219878438|ref|NR_025577.1 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 16557 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomon 
615048 Bacteria_16S 1665466 1665574 18 125 gi|219878431|ref|NR_025570.1 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

615048 Bacteria_16S 1673036 1673092 18 74 gi|219878426|ref|NR_025565.1 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 167407 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseud 
Pseudonocardiaceae; Amycolatopsis. 

615048 Bacteria_16S 1674559 1674615 18 74 gi| 219878425 |ref|NR_025564.1 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 167557 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Pseudonocardiaceae; Amycolatopsis. 

615048 Bacteria_16S 1697509 1697617 18 125 gi| 219878409 |ref|NR_025548.1 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

615048 Bacteria_16S 1702187 1702243 18 74 gi| 219878406 |ref|NR_025545.1 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

615048 Bacteria_16S 1727972 1728064 31 122 gi| 219878389 |ref|NR_025528.1 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
615048 Bacteria_16S 1731021 1731113 31 122 gi| 219878387 |ref|NR_025526.1 
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615048 Bacteria_16S 1835838 1835894 18 74 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

615048 Bacteria_16S 1846671 1846727 18 74 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

615048 Bacteria_16S 1849752 1849808 18 74 gi| 219878302 |ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

615048 Bacteria_16S 1881660 1881760 16 115 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

615048 Bacteria_16S 1883236 1883336 16 115 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

615048 Bacteria_16S 1884816 1884916 16 215 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
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Friedmanniella. 


2598541 2598648 16 122 


gi 
ridia; Clostridiales; Peptococcaceae; 
2613949 2614005 18 74 gi 
bosomal RNA, partial sequence 


2658142 2658250 18 125 gi 


Aeromicrobium. 
2659663 2659771 18 125 gi 
16S ribosomal RNA, partial sequence 


2677623 2677731 18 125 
ribosomal RNA, partial sequence 


gi 


complete se 
Gammaprote 


Ben 107 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


acteria; Actinobacteridae; Actinomycet 


r 


s 


al 


219857277 
qu 
ob 

219857276 
ue 


219857269 
16S ribosomal RNA, partial sequence 2598095 25994 
De 
219857256 
2613469 26150 
eltaproteobacteria; Desulfovibrionales 
615048 Bacteria_16S 
NRRL B-3381 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


219857218 


219857217 


219857204 
2677198 26786 


ref |NR_024908.1 
2585691 258722 
Oceanospirillal 
ref |NR_024907.1 
2587275 258874 
ales; Propionib 


ence 
acteria; 


nce 
inomycet 


v 


ref |NR_024900.1 
sulfotomaculum. 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref|NR_024846.1 

2657714 265918 
ales; Propioniba 


Desulfov 


equence 
inomycet 


’ 


ref |NR_024845.1 
38 2660707 Kribbe 


ionibacterineae; 


26592 
es; Prop 


ref|NR_024832.1 


a 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Friedmanniella 
9 Friedmanniella 
cterineae; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

615048 Bacteria_16S 2683738 2683794 18 74 gi|219857200|ref|NR_024828.1| Zobellia russellii 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

615048 Bacteria_16S 2685180 2685236 18 74 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

615048 Bacteria_16S 2686649 2686705 18 74 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 


strain KMM 3526 1 
Bacteroidetes; Fl 


615048 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


615048 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


615048 Bacteria_16S 
6S ribosomal RNA, partial sequence 2753496 27 
Stre 


strain JCM 9373 1 
Actinobacteria; A 
Planomonospora. 


615048 Bacteria_16S 
ain JCM 11223 16S ribosomal RNA, parti 
Clostri 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


615048 Bacteria_16S 
rain KMM 3525 16S ribosomal RNA, parti 
Sphingobacteria 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


615048 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


615048 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 
6 
strain MK703-102F 
Actinobacteria; A 
6 
strain IFO 16235 
Actinobacteria; A 


615048 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


615048 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


15048 Bacteria_16S 


15048 Bacteria_16S 


ctinobacteridae; Actinomycetales; 


2757030 2757138 18 125 gi 


teria; Firmicutes; Clostridia; 


2758531 2758587 18 74 


gi 


cteria; Bacteroidetes; 
2811228 2811284 18 74 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2812722 2812778 18 74 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; 
2833897 2834005 18 125 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2839970 2840078 18 125 gi 


ctinobacteridae; Actinomycetales; Micr 
2847656 2847712 18 74 gi 


etaproteobacteria; Burkholderiales; Co: 
2857026 2857082 18 74 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 


615048 Bacteria_16S 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 


2898461 2898569 18 125 gi 


Flav 


pt 


al 
di 


al 


’ 


s 
av 


eq 


ob 


ne 


oc 


ma. 


na 


219857148 


219857147 


219857109 


219857108 


219856901 


219856897 


16S ribosomal RNA, partial sequence 2839520 28410 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 


219856886 


219856857 


6S ribosomal RNA, partial sequence 2686201 26876 
avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
2719595 2719703 18 125 gi|219857175|ref|NR_024803.1 
rain IFM 0265 16S ribosomal RNA, partial sequence 2719156 272065 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
ardia. 
2740683 2740739 18 74 gi|219857160|ref|NR_024788.1 
S ribosomal RNA, partial sequence 2740223 27416 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivora 
2753931 2754023 31 122 gi|219857150|ref|NR_024778.1 


549 


osporangineae; Streptosp 


ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


sequ 
ales; 


enc 
cl 


ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


enc 
gob 


sequ 
Sphin 


ref|NR_024737.1 

2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 

2812273 281371 
es; Flavobacteri 
ref |NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024716.1 


equen 
obact 


ce 
eri 


uence 
acterial 


28334 
bacterin 


7 Mi 
ref 


crobacteriac 
NR_024711.1 


occineae 


monadaceae; Delftia. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref |NR_024676.1 


2898036 2899473 Microp 


28565 
dales; X 


48 Zobellia amurskyensis Bacteria; 


Nocardia 
4 Nocardia 
ebacterineae; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 

Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Micropruina 

ruina glycogenica 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Micropruina. 


arinobacterium. 


ORuu. on 


luteolum strain I 


Microbacterium. 


Nocardioidaceae; 


Firmicutes; 


hortensis strain 


hortensis Bacteri 
Intrasporangiaceae; 
615048 Bacteria_16S 


sulfodismutans st 


sulfodismutans Bacteria; 


Desulfovibrio. 


615048 Bacteria_16S 
train DSM 8609 16S ribosomal RNA, partial sequence 3067998 306946 
acteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; 
615048 Bacteria_16S 
DMMZ 1710 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 


esteraromaticum s 
esteraromaticum B 


resistens strain 
resistens Bacteri 
Microbacterium. 


615048 Bacteria_16S 


15048 Bacteria_16S 
annaschii strain 
annaschii Bacter 


15048 Bacteria_16S 
ketosireducens st 
ketosireducens Ba 
Microbacteriaceae; 
615048 Bacteria_16S 
FO 15074 16S ribosomal RNA, partial sequence 
luteolum Bacteria; 


615048 Bacteria_16S 
antarctica strain 
antarctica Bacter 


615048 Bacteria_16S 
strain BS 16S rib 


615048 Bacteria_16S 
strain lacT 16S r 
Proteobacteria; D 
615048 Bacteria_16S 
HKI 0125 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


2933484 2933576 31 


2956119 2956227 18 


Microbacterium. 
2959038 2959146 18 


2969767 2969875 18 
Friedmanniella. 
2975937 2976017 35 
Clostridiales; 
3042783 3042839 18 
3045795 3045851 18 
Ornithinicoccus. 
3050343 3050399 18 
Proteobacteria; 
3068419 3068527 18 
Microbacterium. 
3115042 3115150 18 
a; 


3121095 3121151 18 


122 


IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteria; 


125 


125 


125 


114 


osomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


74 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 


74 


74 


125 


125 


74 


219856834 
sequence 


gi 


rain IFO 14548 16S ribosomal RNA, partial sequence 2955705 295711 
cteria; Actinobacteria; Actinobacteridae; 


Alteromonadales; 


ref |NR_024653.1 
2933018 293448 


Marinobacterium 
0 Marinobacterium 


Alteromonadaceae; 


gi|219856819|ref|NR_024638.1| Microbacterium 
4 Microbacterium 

Actinomycetales; Micrococcineae; 
gi|219856817|ref|NR_024636.1| Microbacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846944 


AA-1042 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


gi| 219846939 


2975480 29769 
Clostridium. 


gi|219846894 


3042319 3043795 Desulfovibrio 
Desulfovibrionaceae; 


gi| 219846891 


gi|219846888 


rain ThAcOl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi|219846876 


219846845 


gi 


gi| 219846841 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 


oxalivorans Bacteria; 
615048 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


615048 Bacteria_16S 
6S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinoba 
615048 Bacteria_16S 


strain HK1 0089 1 


strain DSM 44267 


strain LMG 471 16 


strain LMG 8678 1 


strain LMG 947 16 
Proteobacteria; G 


615048 Bacteria_16S 


strain LMG 673 16 
Proteobacteria; G 


615048 Bacteria_16S 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


615048 Bacteria_16S 
strain LMG 690 16S ribosomal RNA, partial sequence 


Firmicutes; 
3122642 3122698 18 


3152666 3152722 18 


3181591 3181647 18 


3183143 3183199 18 


3184695 3184751 18 


ammaproteobacteria; 
3186247 3186303 18 


ammaproteobacteria; 
3187799 3187855 18 


ria; Proteobacteria; 


3189351 3189407 18 


Bacillales; 


74 


74 


74 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
615048 Bacteria_16S 


74 


74 


S ribosomal RNA, partial sequence 


74 


S ribosomal RNA, partial sequence 


74 


74 


Paenibacillaceae; 


gi|219846840 


RAOx1 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoni 
tes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammon 
3133024 3133068 30 74 gi| 219846833 |ref|NR_026425.1 


gi| 219846820 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinoba 
615048 Bacteria_16S 


gi|219846800 


3181138 31826 
Xanthomonadales; Xanthomonadaceae; 


gi|219846799 


6S ribosomal RNA, partial sequence 3182688 31841 
Proteobacteria; Gammaproteobacteria; 
615048 Bacteria_16S 


gi|219846798 


3184240 31857 
Xanthomonadales; Xanthomonadaceae; 


gi|219846797 


3185792 31872 
Xanthomonadales; Xanthomonadaceae; 


gi|219846796 


n LMG 911 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846795 


inomycetales; 


Desulfovibrionales; 


Actinomycetales; 


inomycetales; 


Aneurinibacillus 


Xanthomonadales; 


2958622 296006 


ref|NR_026536.1 
2969338 297081 


ref |NR_026531.1 


ref|NR_026486.1 


Des 
ref|NR_026483.1 
3045360 304685 


ref|NR_026480.1 
3049889 305136 


ref|NR_026468.1 


Micr 
ref |NR_026437.1 
3114620 311608 


Micrococci 


ref|NR_026433.1 
3120644 312214 


ref|NR_026432.1 


Dermacoccaceae 
ref|NR_026412.1 
Intrasporangia 
ref |NR_026392.1 


Xanthomon 
ref|NR_026391.1 
Xanthomon 
ref|NR_026390.1 
Xanthomon 
ref|NR_026389.1 
Xanthomon 
ref|NR_026388.1 

3187344 318884 
Xanth 


ref 


1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Friedmanniella 
0 Friedmanniella 


Actinomycetales; Propionibacterineae; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Ornithinicoccus 
1 Ornithinicoccus 


Micrococcineae; 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Demetria terragena 


43 Demetria terragena Bacteria; 
cteridae; Actinomycetales; Micrococcineae; 


; Demetria. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
cteridae; Actinomycetales; Micrococcineae; 


ceae; Terracoccus. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 

Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


NR_026387.1 


3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


615048 Bacteria_16S 3190903 3190959 18 74 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

615048 Bacteria_16S 3192455 3192511 18 74 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

615048 Bacteria_16S 3194005 3194061 18 74 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

615048 Bacteria_16S 3195557 3195613 18 74 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

615048 Bacteria_16S 3202952 3203052 16 115 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

615048 Bacteria_16S 3225580 3225636 18 74 gi|219846770|ref|NR_026362.1| Janibacter limosus 


strain DSM 11140 


strain LMG 5743 1 
Proteobacteria; G 


strain LMG 5047 1 
Proteobacteria; G 
6 
strain LMG 708 16 
Proteobacteria; G 
6 
strain LMG 538 16 
roteobacteria; G 


P 
6 
albilineans strai 
albilineans Bacte 
Xanthomonas. 
6 
strain 1A-C 16S r 
Actinobacteria; A 


615048 Bacteria_16S 


strain DSM 43040 
Actinobacteria; A 


615048 Bacteria_16S 


strain DSM 43039 
Actinobacteria; A 


615048 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 
6 
strain DSM 7083 1 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


oc 


3289097 3289153 18 74 


gi 
ammaproteobacteria; Xanthomonadales; Xan 
3290622 3290678 18 74 gi 


ammaproteobacteria; Xanthomonadales; xX 
3292174 3292230 18 74 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3293726 3293782 18 74 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3295276 3295332 18 74 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


an 


an 


an 


eq 


3310518 3310574 18 74 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3330256 3330364 18 125 gi 


gi 


oc 


ctinobacteridae; Actinomycetales; Microm 


3331784 3331892 18 125 gi 


ctinobacteridae; Actinomycetales; Micr 
3354584 3354640 18 74 gi 
rain CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 

3356157 3356249 31 


om 


et 
ae 


122 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 
615048 Bacteria_16S 3362419 3362475 18 74 gi|219846675|ref|NR_026267.1 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

615048 Bacteria_16S 3377508 3377564 18 74 gi|219846664|ref|NR_026256.1 
strain M17C 16S ribosomal RNA, partial sequence 3377063 33785 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae 
615048 Bacteria_16S 3382135 3382242 18 125 gi|219846661|ref|NR_026253.1 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 338315 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciric 
Methylophaga. 

615048 Bacteria_16S 3383674 3383781 18 125 gi|219846660|ref|NR_026252.1 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methyl 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylop 
615048 Bacteria_16S 3398643 3398699 18 74 gi| 219846646 |ref|NR_026238.1 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 339968 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

615048 Bacteria_16S 3407865 3407921 18 74 gi|219846640|ref|NR_026232.1 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 340888 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syn 
Syntrophobacter. 

615048 Bacteria_16S 3435841 3435897 18 74 gi|219846619|ref|NR_026211.1 


ia; 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
615048 Bacteria_16S 


uence 


’ 


219846713 
3310081 33114 


occineae 


219846698 
16S ribosomal RNA, partial sequence 3329815 33312 


onospori 


219846697 
16S ribosomal RNA, partial sequence 3331343 33328 


onospori 


219846680 


e sequen 
Actino: 


v 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 


occineae 
219846728 
6S ribosomal RNA, partial sequence 3288642 32901 
thomonad 
219846727 
6S ribosomal RNA, partial sequence 3290167 32916 
thomonad 
219846726 
3291719 32932 
thomonad 
219846725 
3293271 32947 
thomonad 
219846724 


Xantho: 


; In 
ref 


trasporangia 
NR_026320.1 


acea 
ref 


e; Xanthomon 
NR_026319.1 


acea 
ref 


e; Xanthomon 
NR_026318.1 


acea 
ref 


e; Xanthomon 
NR_026317.1 


aceae; Xanthomon 
ref|NR_026316.1 
3294823 329632 
monadales; Xanth 


ref|NR_026305.1 


7 Bo 
ref 


goriellaceae 
NR_026290.1 


; Micromonos 
NR_026289.1 


neae 
ref 
neae; Micromonos 
ref |NR_026272.1 
ce 3354134 335564 
mycetales; Micro 


ref |NR_026271.1 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Brachybacterium 

5 Brachybacterium 

coccineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Salimicrobium album 
album Bacteria; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Corynebacterium auris 


strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
615048 Bacteria_ 
strain DSM 20315 


615048 Bacteria_ 
strain DSM 20541 


15048 Bacteria_ 


15048 Bacteria_ 


rthrobacter. 


NPPDASVIAN 


strain DSM 43045 


6 
strain DSM 20145 


testaceum strain 


testaceum Bacteri 


Microbacterium. 
6 


1 


615048 Bacteria_16S 
imperiale strain 
imperiale Bacteri 
Microbacterium. 
615048 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

615048 Bacteria_16S 3607949 3608041 31 122 gi|219846500|ref|NR_026092.1 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 360892 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Mycobacteriaceae; Mycobacterium. 

615048 Bacteria_16S 3659434 3659490 18 74 gi| 219846465 |ref|NR_026057.1 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 366046 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; She 
615048 Bacteria_16S 3721395 3721487 31 122 gi|219846420|ref|NR_026011.1 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

615048 Bacteria_16S 3734648 3734740 31 122 gi|219846411|ref|NR_026002.1 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 373565 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Microbispora. 

615048 Bacteria_16S 3838584 3838676 31 122 gi|219846336|ref|NR_025926.1 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomi 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
615048 Bacteria_16S 3905857 3905913 18 74 gi|219846291|ref|NR_025881.1 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 390691 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 

615048 Bacteria_16S 4011552 4011608 18 74 gi|219846215|ref|NR_025805.1 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 40125 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
615048 Bacteria_16S 4058419 4058475 18 74 gi| 219846181 |ref|NR_025771.1 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 405944 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Citricoccus. 

615048 Bacteria_16S 4075022 4075130 18 125 gi|219846169|ref|NR_025759.1 


rotophormiae str 
rotophormiae Bac 
icrococcaceae; Arthrobacter. 


icotianae strain 
icotianae Bacter 


15048 Bacteria_16S 


15048 Bacteria_16S 
liquefaciens stra 
iquefaciens Bact 
Microbacteriaceae 


Clost 
615048 Bacteria_16S 


16S 3452583 3452639 18 74 


gi 


16S 3457168 3457224 18 74 


gi 


16S 3458662 3458718 18 74 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


16S 3466272 3466328 18 74 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
3504057 3504165 18 


125 gi 


3505585 3505693 18 125 gi 


3507102 3507210 18 125 gi 
DSM 20166 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 


3508623 3508731 18 125 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 

3510145 3510253 18 125 gi 
DSM 20530 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 


’ 


3551557 3551648 35 125 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3571311 3571403 31 122 gi 
ribosomal RNA, partial sequence 


gi 


Ac 


Ca 


219846608 


16S ribosomal RNA, partial sequence 3452140 34536 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


219846603 
al 
e; 


219846598 
sequence 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
15048 Bacteria_16S 


oc 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
615048 Bacteria_16S 


oc 
219846571 
equence 

ct 


219846570 
1 


219846569 
equence 
ct 


219846542 


3551089 35526 
loramato 


219846528 


3570843 35723 


sequenc 
Actinomycet 


tinomyce 


occineae 


occineae 


inomycet 


sequence 
Actinomy 


inomycet 


ref|NR_026200.1 


; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref |NR_026165.1 


7 Mi 
ref 


crobacteriac 
NR_026164.1 
; Microbacteriac 
ref|NR_026163.1 
3506673 350814 
ales; Micrococci 


’ 


ref |NR_026162.1 
3508192 350966 
cetales; Microco 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


’ 


ref|NR_026134.1 
r. 


ref|NR_026120.1 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


, 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 


neae; Microbacteriaceae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 
Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


rosea 
rosea 


Microbispora 
5 Microbispora 
osporangineae; 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Pseudomonas 

8 Pseudomonas 
udomonadaceae; 


v 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Citricoccus 

8 Citricoccus 
coccineae; 


Nocardia xishanensis 


strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


615048 Bacteria_16S 
strain KMM 3951 1 
Bacteroidetes; Fl 
615048 Bacteria_16S 


615048 Bacteria_16S 
ehimensis strain 
ehimensis Bacteri 
6 


a; 
15048 Bacteria_16S 


4087384 4087440 18 


Flavobacteriales; 
4109741 4109849 18 


4198508 4198567 15 74 


74 
6S ribosomal RNA, partial sequence 4086933 40883 
avobacteria; 
125 
strain HD9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


gi 


gi 


4109294 41108 


gi 


KCTC 3748 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Paenibacill 
4230367 4230475 18 125 gi 


thermobenzoicum subsp. thermosyntrophicum strain TPO 16 


Clostridiales; 
615048 Bacteria_16S 


longreachensis strain 16910a 16S ribosomal RNA, 


longreachensis Bacteria; 


Desulfovibrio. 
615048 Bacteria_16S 
flavescens strain 


Microbacterium. 
615048 Bacteria_16S 


aespoeensis Bacteria; 
Desulfovibrio. 
615048 Bacteria_16S 


Actinomycetaceae; 
615048 Bacteria_16S 


Firmicutes; 
615048 Bacteria_16S 


intestinale Bacteria; 
615048 Bacteria_16S 

strain NCTC 279 1 
Firmicutes; 
615048 Bacteria_16S 


Clostridia; 


Clostridia; 


strain W6 16S ribosomal RNA, partial sequence 


strain 6VI 16S ribosomal RNA, partial sequence 


Firmicutes; 
615048 Bacteria_16S 


chartatabidum Bacteria; 


Clostridia; 


219846161 


219846145 


219846076 

equence 

aceae; 
219846048 


Paenibacillus. 


S ribosoma 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Peptococcaceae; 


ref|NR_025751.1 
Maribacter. 


ref|NR_025735.1 


ref|NR_025666.1 


198059 419951 


rs 


ref |NR_025638.1 
1 RNA, partial 


sequence 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 
Flavobacteriaceae; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 
Nocardioidaceae; 


Kribbella. 
Paenibacillus 
0 Paenibacillus 


Desulfotomaculum 
4229850 4231400 


Desulfotomaculum. 
10814 10853 35 74 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
complete sequence 10342 11910 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
32358 32453 31 125 gi| 265679042 |ref|NR_029350.1| Microbacterium 
401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
95756 95795 35 74 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
135493 135584 35 125 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 
150545 150584 35 74 gi|265678962|ref|NR_029270.1| Clostridium litorale 
150066 151566 Clostridium litorale Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 
161317 161408 35 125 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
165954 166045 35 125 gi|265678952|ref|NR_029260.1| Clostridium tetani 
6S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 
182575 182614 35 74 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
182124 183612 Clostridium irregulare Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 
197845 197936 35 125 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
247177 247216 35 74 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 


615048 Bacteria_16S 
strain SEBR 7054 
Thermotogae; 
615048 Bacteria_16S 
strain JW/AS-Y6 1 
Firmicutes; 
615048 Bacteria_16S 


radiotolerans strain P 1 16S ribosomal RNA, 
radiotolerans Bacteria; Actinobacteria; 
Rubrobacter. 


Rubrobacteraceae; 
615048 Bacteria_16S 


Thermotogales; 


6S ribosomal RNA, 
Clostridia; 


Thermotogaceae; 
257703 257794 35 


Thermoanaerobacterales; 
262087 262126 35 74 


269632 269723 35 


125 


gi 


Thermoa 
gi 


complete se 
Rubrobacteridae 


gi 


polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, p 


Thermoanaerobacterales; Thermoanaerobacterales Family I 


615048 Bacteria_16S 


319600 319659 15 74 


strain J233 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


gi 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotoga. 

125 
complete sequence 257219 25873 
naerobacteraceae; 


265678890 


265678885 
quence 


265678880 


II. 
265678847 


319228 32064 


615048 Bacteria_16S 328953 328992 35 74 gi 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, parti 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clos 
Sedis; Sedimentibacter. 

615048 Bacteria_16S 332149 332240 35 125 gi 


thermoautotrophic 
thermoautotrophic 


a Bacteria; 


Firmicutes; 


Moorella group; Moorella. 


615048 Bacteria_16S 


417251 417290 35 74 


a strain JW 701/3 16S ribosomal RNA, c 
Clostridia; 


Th 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678841 
al sequenc 
tridiales; 


265678839 


gi 


265678776 


formicigenes strain DV1184 16S ribosomal RNA, partial sequence 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 


; Rubrobactera 


artial sequence 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Incertae Sedis; 


omplete sequence 
ermoanaerobacterales; 


ref|NR_029198.1 

1 Moorella 
Moorella 
ref|NR_029191.1 
261591 263140 
les; Rubroba 
ref|NR_029186.1 
269183 


Thermo 
ref|NR_029152.1 
0 Acholeplasma 
eplasma. 
ref|NR_029146.1 
e 328486 329942 
Clostridiales F 


ref |NR_029144.1 
331642 


Ther 


ref|NR_029081.1 
416856 418235 


7 Thermotoga hypogea Bacteria; 


Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 
Rubrobacter 
Rubrobacter 
cterineae; 


Thermoanaerobacterium 
270620 


anaerobacterium. 
Acholeplasma palmae 


palmae Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Moorella 
333194 Moorella 
moanaerobacteraceae; 


Tepidibacter 
Tepidibacter 


NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCTGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGATTTTCGGATT 
TAGCGGCGGACGGGTGAGTAACGCGTGGGAANATGCCCTTCTCTACGGAATAGTCCCGGGAAACTGGGTTTAATACCGTATACGCCCTTCGGGGGAAAGATTTAT 
CGGAGAAGGATTAGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGAAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTG 
TAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGG 
AATTACTGGGCGTAAAGCGCACGTAGGCGGACTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTCCAAAACTATCAGTCTGGAGTTCGAGA 
GAGGTGAGTGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTCGGTGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAAGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAGCTTGCTGTTCGGTGACACACCTAACGGATTAAG 
CATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAAC 
CTTACCAACCCTTGACATGGCAGGACCGCTGGAGAGATTCAGCTTTCTCGTAAGAGACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCCTAGTTGCCAGCATTCAGTTGGGCACTCTATGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATG 
ACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTGTCCTCTGC 
AACTCGAGGGCATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTG 
GTTCTACCCGACGACGCTGCGCTAACCCTTCGGGGAGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATACATGCAAGTCGAGCGAATGATGAGGAGCTTGCTCCTCTGATTTAGCGGCGGACGGGTGAGTAA 
CACGTGGGTAATCTGCCTGTAAGACGGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAATAAGAAGAAACGCATGTTTCTTTTTTGAAAGTCGGTTTCGGC 
TGACACTTACAGATGAGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCTGACCGAGCAACGCCGCGTGAGGATGAAGGCCTTCGGGTC 
GTAAAGCTCTGTTGTTAGAGAAGAACAAGTACGAGAGTAACTGCTCGTACCTTGACGGTACC TAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATT 
GGAAACTGGGAGACTTGAGTGCAGGAGAGAAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTTTGG 
CCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTTCCACC 
CTCAGTGCTGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACCACTCTAGAGATAGAGCTTTCCTTCGGGGGACAGAGTGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGG 
TGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGTTGCGAAGCCGCGA 
GGCCAAGCCAATCCCAAAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTTTGGGAGCCAGCCGCCNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATYATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAA 
CAGGAGAAGCTTGCTTCTCGCTGACGAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAATACCGCA 
TACGACCTACGGGAGAAAGGGGGCAACTTGTTGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTG 
TAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATC 
CAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGAAGACTCTATGGTTAATACCCATAGACGATGACATTAGCTGCAGAA 
TAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTCAG 
ATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATCTGATACTGTTAGGCTAGAGTAGGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGA 
TCTGGAGGAATACCGATGGCGAAGGCAGCCTTCTGGCATCATACTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGG 
GAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTT 
ACCAGCGGTTTGGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACG 
TGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTA 
GGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGGTA 
GCCTAACCTTTTAGGATGGCGCTCACCACGGTGTGGTTGATGACTGGGGTGAAGTCGAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGA 
ACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCTACGGATGAAAGCGGGGGATCTTCGGACCTCGCGCTATAGGGGCGGCC 
GATGGCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCC 
GGAAAGAAATCCCTGGTCCTAATATGGCCGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGC 
GTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGATGTAAGACCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTGACTGCATCGCTTG 
AGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGTCAATACTGACGCTCA 
TGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTCGGGTCTTCATTGACTTGGTAACGTAGCTAA 
CGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAAC 
GCGAAAAACCTTACCTACCCTTGACATGTACGGAATTCCGCTGAGAGGTGGAAGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCCAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAA 
ACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTA 
CACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTGGCTAGTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACG 
AACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAATTTTCTTCGGAAAATGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTATA 
GAGAGGGATAGCCTTCCGAAAGGGAGATTAATACCTCATAATATCCTAGTATCGCATGATACATGGATTAAAGGAGCAATCCGCTATAGGATGGACCCGCGGCGC 
ATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTCTTTAGGGACGAT 
AATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGT 
AGGCGGATCTTTAAGTGGGATGTGAAATACTCGGGCTCAACCTGGGGGCTGCATTCCAAACTGGAGATCTAGAGTACAGGAGGGGAGAGTGGAATTCCTAGTGTA 
GCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGGTGTCAACTCCCCCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGT 
CGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTAGACTTGACATCTTC 
TGCATTACCCTTAATCGGGGAAGTTCCTTCGGGAACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 
ATGTCTAGGGCTACACACGTGCTACAATGGCCGGTACAGAAAGACGCGATACCGCGAGGTGGAGCAAAACTTTAAAACCGGTCTCAGTTCGGATTGTAGGCTGAA 
ACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGG 
CAATACCCAAAGTTCGTGAGC TAACCGCAAGGAGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNGGGCTCAGGATGAACGCTAGCGACAGGCCTAACACATGCAAGTCGAGGGGTAACAGTCCCGTTCTTCGGAAAGGGAGCTGACGACCGGCGCACG 
GGTGAGTAACGCGTATGCAACCTTTCTTCAACAGGAGAATAGCCCCCGGAAACGGGGATTAATGCTCCATAGGACTATATTGTTGCATGACAGGATAGTTAAAGC 


6 
strain TF-27 16S 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
615048 Bacteria_16S 487857 487900 31 74 gi|265678726|ref|NR_029031.1 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marino 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
615048 Bacteria_16S 510886 510977 35 125 gi|265678711|ref|NR_029016.1 
strain Tf 16S ribosomal RNA, partial sequence 510382 51190 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

615048 Bacteria_16S 536750 536805 19 74 gi|265678694|ref|NR_028999.1 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter 


Proteobacteria; 
6 
strain R9242 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
15048 Bacteria_16S 
strain CK55 16S r 
Clost 
15048 Bacteria_16S 
MV1087 16S ribosomal RNA, partial sequ 
Clostr 


6 
irmicutes; 


zorensis strain 
acteria; 


F 
6 
a 
B 
6 
strain WoG13 16S 
Firmicutes; 
6 
indolicum strain 
Bacteria; 


Mycobacterium. 
6 
postgatei strain 
Bacteria; Proteob 


6 
alkaliphilum stra 
Bacteria; Proteob 
6 
strain OS Hl 16S 

Firmicutes; Clost 


615048 Bacteria_16S 


strain Kl 16S rib 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 
615048 Bacteria_16S 922185 922276 35 125 gi|265678430|ref|NR_028732.1 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
615048 Bacteria_16S 923755 923846 35 125 gi| 265678429 |ref|NR_028731.1 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
615048 Bacteria_16S 939109 939148 35 74 gi| 265678419 |ref|NR_028721.1 


strain BT-H1 16S 
Firmicutes; Clost 


615048 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


615048 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


615048 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


615048 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 
6 
strain TO-931 16S 
Firmicutes; Clost 


15048 Bacteria_16S 


E 


Firmicu 
15048 Bacteria_16S 


Clost 
15048 Bacteria_16S 


Proteob 
615048 Bacteria_16S 
cetonica strain 480 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
615048 Bacteria_16S 
botniense strain E347 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


15048 Bacteria_16S 


15048 Bacteria_16S 


434258 434301 31 74 
ribosomal RNA, partial sequence 


gi 


568850 568893 31 74 
ribosomal RNA, partial sequence 


gi 


652115 652214 16 114 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
653592 653631 35 74 gi 


gi 


tes; Clostridia; Clostridiales; 
665746 665837 35 125 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


685274 685313 35 


gi 


74 gi 


686840 686879 35 74 


gi. 


713818 713913 31 125 gi 


778777 778868 35 125 gi 


841425 841468 31 74 


gi 


850343 850382 35 74 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 
859578 859617 
osomal RNA, partial 


gi 


35 
sequence 


74 gi 


ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
970005 970044 35 74 gi 
cteria; Proteobacteria; Deltaproteobac 
974668 974711 31 74 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
994646 994685 35 74 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 


gi 


1051093 1051136 31 74 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Oceanosp 
1100556 1100595 35 74 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


Clostridiaceae; 


psilonproteobacteria; Nautiliales; Nau 
15048 Bacteria_16S 


Syntrophomonadac 


In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
15048 Bacteria_16S 
in Z4 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
15048 Bacteria_16S 


Heliobacteriacea 


rain JJ 16S ribosomal RNA, partial seq 


265678765 


433793 43528 


tiliaceae; 
265678673 


568394 56988 
nomycineae 


265678615 


651676 65311 
Clostridiu 


265678614 
ence 65316 
idiaceae; 

265678605 


665236 66673 
Pelos 


eae; 
265678592 
ce 68477 
acterales; 
265678591 

68634 
acterales; 
265678573 
ce 71335 
ales; 


265678526 
ce 77827 
acterales; 
265678485 
nce 84098 
irillales; 
265678479 


849874 85135 
Heliore 


e; 
265678472 


859076 86059 


938639 94015 


e; Heliore 
265678397 
uence 
teria; Des 


265678394 


974224 97564 


rospiracea 
265678381 
al sequenc 
tridiales; 


265678343 
10506 

irillales; 

265678309 


Clostridiu 


Cory 


ref |NR_029070.1 


Caminibacter. 
ref |NR_028978.1 
1 Actinobaculum 
; Actinomycetace 
ref |NR_028920.1 


m. 
ref|NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref|NR_028910.1 


pora. 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref |NR_028878.1 
9 714869 Mycoba 
nebacterineae; M 


ref|NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028788.1 
1 842417 Marino 
Marinospirillum 
ref |NR_028782.1 


stis 
ref 


NR_028775.1 


stis. 
ref|NR_028699.1 

969528 971049 
ulfovibrionales; 


ref |NR_028696.1 
e; Lewinella. 
ref |NR_028683.1 
e 994185 995652 
Clostridiales F 


ref|NR_028645.1 
31 1052062 Marino 
Marinospirillu 


mM. 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Marinomonas 
monas ushuaiensis 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Caminibacter profundus 


profundus Bacteria; 


Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 
Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
m 

Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 
osarcina cetonica 

eae; Desulfosarcina. 
Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Marinospirillum 

spirillum alkaliphilum 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


a 
Desulfofrigus fragile 
fragile Bacteria; 

fofrigus. 
Desulfofrigus 

ofrigus oceanense 

eae; Desulfofrigus. 

Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Marinospirillum 
spirillum insulare 


ref|NR_028611.1 


mM. 


Clostridium hiranonis 


1100149 1101541 Clostridium hiranonis Bacteria; 


multipartita DSM 


Nakamurella. 
Bacteria; 


6 
m. 
Bacteria; 
6 


strain NRRL B-162 


bolidensis strain 
bolidensis Bacter 


strain KMM 241 16 
Proteobacteria; 


Bacteria; Firmicu 
Sedimentibacter. 


615048 Bacteria_16S 
strain LMG 21857 16S ribosomal RNA, partial sequence 1868909 18703 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
615048 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


vibrioides strain 
vibrioides Bacter 


615048 Bacteria_16S 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


615048 Bacteria_16S 


strain ATCC 35585 
irmicutes; Clost 


F 

6 

sibiricum strain 
Bacteria; Firmicu 
6 

strain KMM 3582 1 
Proteobacteria; G 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


615048 Bacteria_16S 


californiensis st 
californiensis Ba 


615048 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


615048 Bacteria_16S 
n IS04 16S ribosomal RNA, partial sequence 22630 
acteria; Gammaproteobacteria; Oceanospirillales; 
615048 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


strain BG29 16S r 
Firmicutes; Clost 


615048 Bacteria_16S 


NRRL B-24104 16S 


615048 Bacteria_16S 


615048 Bacteria_16S 
DSM 16795 16S rib 
Firmicutes; 
15048 Bacteria_16S 

agneticus strain 
Proteob 
15048 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
615048 Bacteria_16S 


G 


15048 Bacteria_16S 
Z-7981 16S ribosomal RNA, partial sequence 21038 
Clostridiales; 
15048 Bacteria_16S 


1161174 1161269 31 


1176383 1176422 35 


Clostridia; 
1368474 1368513 35 


1504667 1504706 35 
Firmicutes; 
1539443 1539538 31 


1625818 1625861 31 


Arsenicicoccus. 
1700621 1700664 31 


1767515 1767554 35 
tes; Clostridia; 


1869367 1869410 31 


1878498 1878561 11 


1880098 1880189 35 


Firmicutes; 
1900233 1900276 31 


ia; 


Ornithinimicrobium. 
2059975 2060014 35 


e; 


ridia; Clostridiales; 


2104274 2104313 35 


tes; Clostridia; 


2189023 2189066 31 
2223707 2223746 35 
hermodesulfobacteria; 
res 


2237490 2237529 35 


cteria; Firmicutes; 


2254228 2254267 35 
tes; Clostridia; 


2263534 2263629 31 


2337618 2337657 35 


ridia; Clostridiales; 
2342211 2342306 31 


2396828 2396867 35 


RS-1 16S ribosomal RNA, 
acteria; Deltaproteobacteria; 


125 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


74 


osomal RNA, partial sequence 
Clostridiales; 


74 


228721225 
11607 


gi 


gi|228718376 
1175949 11773 
Clostridiaceae; 
gi|228718692 


omycetales; 


ref |NR_027604.1 


ref|NR_027573.1 


Clostridium. 
ref|NR_027575.1 


Nakamurella 


39 1162206 Nakamurella multipartita DSM 
Frankineae; Nakamurellaceae; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Desulfovibrio 


complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 


74 


164-47 16S ribosomal RNA, partial sequence 
Clostridia; 


Desulfov 


gi|219846440 


ibrionales; 


ref|/NR_026031.1 


Desulfovibrionaceae; 


Desulfovibrio. 
Eubacterium saphenum 


1504208 1505550 Eubacterium saphenum 


Clostridiales; Eubacteriaceae; Eubacterium. 
125 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
1538986 1540484 Crossiella cryophila Bacteria; 


38 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
615048 Bacteria_16S 
CCUG 47306 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Intrasporangiaceae; 
615048 Bacteria_16S 


74 


74 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
615048 Bacteria_16S 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


74 


74 


74 


n CS-K2 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 
615048 Bacteria_16S 
FKBS1 16S ribosomal RNA, 


125 


complete sequence 
Clostridia; 


Clostridiales; Veill 

74 gi| 219878263 
sequence 

Actinomyce 

74 gi| 219878150 

20595 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


74 


74 


6S ribosomal RNA, partial sequence 2188558 21900 
ammaproteobacteria; Alteromonadales; 
615048 Bacteria_16S 
R29812 16S ribosomal RNA, partial sequence 22232 
Thermodesulfobacteriales; 


74 


74 


rain APO 16S ribosomal RNA, partial sequence 
Clostridia; 


74 


Lup33 16S ribosomal RNA, partial sequence 22537 
Clostridiales; 


125 


74 


ibosomal RNA, partial sequence 
Heliobacteriaceae; 


125 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
615048 Bacteria_16S 


74 


gi|219878459 


gi|219878407 
1700153 17016 


219878359 
17670 


gi 


Clostridiales Family 


gi|219878288 


gi|219878282 
Burkhol 


gi|219878279 


Eubacteriu 
gi|219878117 
Clostridiaceae; 

gi| 219857606 


Shewanellac 
gi| 219857583 


gi|219857574 
Clostridiales; C 
gi| 219857563 


Clostridiales Fa 


gi] 219857557 


gi| 219857503 
2337153 23386 
Helioba 
gi| 219857500 
2341772 23432 


Actinomycetales; 


eromonadaceae; 


ref|NR_025598.1 
1625384 162685 


ref|NR_025546.1 


ref |NR_025498.1 


XI. 


ref|NR_025427.1 
Glaciecol 
ref|NR_025421.1 

1878060 187954 
deriales; 
ref|NR_025418.1 

1879598 18811 
onellaceae; 
ref|NR_025402.1 

1899804 190110 
tales; Micrococc 


ref|NR_025289.1 
20 2060972 Eubact 
m. 
ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025195.1 


eae; Shewanella. 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


lostridiaceae; 
NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025091.1 


cterium. 
ref|NR_025088.1 


eae; Pseudonocar 


gi|219857462 


gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 


gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. 


Anaerobranca. 


Pseudonocardiaceae; 


Burkholderiaceae; 


Crossiella. 
Arsenicicoccus 
0 Arsenicicoccus 


Micrococcineae; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 
Glaciecola. 


Sedimentibacter 


74 1768507 Sedimentibacter saalensis 
Incertae Sedis; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
eromonadaceae; 


a. 

Limnobacter 

7 Limnobacter 

Limnobacter. 
Propionispora 

1 Propionispora 


3 
Propionispora. 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Eubacterium sulci 
erium sulci Bacteria; 


Anoxynatronum 
atronum sibiricum 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Tindallia 

3 Tindallia 

indallia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 


ref|NR_025050.1 
2396386 239781 


Anaerobranca 
8 Anaerobranca 
Incertae Sedis; 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


6 
Vv 
Vv 
6 
kellyi strain BII 
Bacteria; 


peptidivorans str 
peptidivorans Bac 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


putrefaciens stra 
putrefaciens Bact 


berrensis strain 
Bacteria; Firmicu 


615048 Bacteria_16S 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Calor 
Clostridiaceae; 


Clostridia; Clost 


615048 Bacteria_16S 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


Firmicutes; Clost 


615048 Bacteria_16S 
n ALA-3 16S ribosomal RNA, partial seq 
Deltaproteobacter 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 
6 
burkinensis strai 
Bacteria; Proteob 


aphthovorans str 
aphthovorans Bac 


NB DH 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


615048 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


6 
taberi strain DSM 
Bacteria; Actinob 
Ss 
6 

spinosa strain DS 


spinosa Bacteria; 
Pseudonocardiacea 


615048 Bacteria_16S 


strain SM2-1 16S 


Proteobacteria; G 


615048 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


615048 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 


615048 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


615048 Bacteria_16S 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


15048 Bacteria_16S 
iterbiensis stra 
iterbiensis Bact 
15048 Bacteria_16S 


Proteob 
615048 Bacteria_16S 
ain TMC4 16S ribosomal RNA, partial se 
Clostridia; 
615048 Bacteria_16S 
ain Z-0021 16S ribosomal RNA, 


615048 Bacteria_16S 
in DSM 1291 16S ribosomal RNA, partial 
Clostridia; 
615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


accharopolyspora. 
15048 Bacteria_16S 


2399842 2399949 16 


2405975 2406066 35 


eria; Firmicutes; 


2424525 2424568 31 
2434915 2435006 35 


teria; Firmicutes; 
2439472 2439515 31 


teria; Proteobacteria; 


2463688 2463779 35 


Firmicutes; 
2507474 2507513 35 


eria; 


tes; Clostridia; 


2515058 2515149 35 


ridiales; 
2530176 2530275 16 
ridia; Clostridiales; 
2573915 2573954 35 


ria; Proteobacteria; 


2606218 2606257 35 


2607778 2607821 31 
ain NAG-2N-126 16S rib 
teria; Proteobacteria; 
2626256 2626299 31 
in Benl06 16S ribosoma 
eria; Actinobacteria; 
eae; Tessaracoccus. 
2656630 2656725 31 
train NSP 41 16S ribos 
acteria; Actinobacteri 
Nocardioides. 

2667015 2667058 31 
43856 16S ribosomal R 
acteria; Actinobacteri 


a; 


2668530 2668573 31 
M 44228 16S ribosomal 

Actinobacteria; Actin 
e; Saccharopolyspora. 

2733359 2733402 31 
ribosomal RNA, partial 
ammaproteobacteria; Al 
2734849 2734892 31 
in HRKA1 16S ribosomal 
eria; Proteobacteria; 

2736339 2736382 31 


cteria; Proteobacteria; 
2755468 2755559 35 


rmicutes; Clostridia; 


6 


15048 Bacteria_16S 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 


2787264 2787319 19 


122 


125 


74 


125 


74 


125 


74 


125 


114 


74 


74 


74 


74 


125 


74 


74 


74 


sequence 
teromonadales; 


74 


74 


125 


74 


gi 


gi 


in JW/MS-VS5 16S ribosomal RNA, partia 


Clostridia; Clostrid 


gi 


-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


gi 


Clostri 


gi 


complete 
Gammaproteobact 


gi 


Clostrid 


gi 


CTT3 16S ribosomal RNA, partial sequen 


Clostridiales; Clostr 


gi 


Caloramator. 


gi 


gi 


gi 


n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 
15048 Bacteria_16S 


Desulfov 


gi 


osomal RNA, part 
Gammaproteobact 


gi 


1 RNA, partial s 
Actinobacteridae 


gi 


omal RNA, partia 
Actinobacteri 


gi 


NA, partial sequ 
dae; Actinomycet 


gi 


RNA, partial seq 
obacteridae; Act 


gi 


2732909 27 
s 


gi 


RNA, partial se 
Gammaproteobacte 


gi 


rain IK-1 16S ribosomal RNA, partial s 
Gammaproteobac 


gi 


TOBE 16S ribosomal RNA, partial seque 
Thermoanaerobact 


gi 


219857460 
sequence 
acteria; 


219857456 
ai 
iales; 

219857442 
24240 
ales; 

219857431 
quence 
diales; Cl 
219857428 

sequence 


219857407 
sequence 
iales; 
219857372 
ce 25070 
idiaceae; 
219857367 


219857357 


Clostridiu 
219857285 
uence 

ia; Desulf 


’ 


219857264 
nce 26057 
ib 
219857263 
ial sequen 
eria; Ocea 
219857247 
equence 

; Actinomy: 
219857219 
1 sequence 
dae; Actin 


219857212 
ence 26665 
ales; Pseu 


219857211 
uence 
inomycetal 


219857165 
343 
hewanellac 
219857164 
quence 
ria; Alter 
219857163 
equence 
teria; Alt 
219857149 
nce 27549 
erales; Th 
219857125 


R 


sequence 
Clo 


Halo 


eria; Meth 


Clo 


rionales; 


ref 


ref 


ref 


ref 


ostr 
ref 


yloc 
ref 


stri 
ref 


Ther 
ref 
amat 


ref 


m. 
ref 


ovib 
ref 


; De 
ref 


nosp 
ref 


ceta 
ref 
omyc 
ref 
dono 
ref 
es; 
ref 


eae; 
ref 


omon 
ref 


erom 
ref 


ermo 
ref 


2399427 24008 
hizo 


2405537 24070 
stri 


42 2425535 Halot 
thio 


2434473 24359 


2438995 24405 


2463226 24647 


2573428 25749 


22 2607261 Desul 


ce 2607312 26087 


2625807 26272 


2656189 265766 


99 2668066 Saccha 


2668117 26695 


2734399 27358 


2735889 27373 


90 2756495 Therma 


NR_025048.1 
7 
biales; Hyp 
NR_025044.1 
1 
diaceae; Ca 
NR_025030.1 


bacillaceae 
NR_025019.1 
5 
idiaceae; Cl 
NR_025016.1 
2 
occales; Me 
NR_024995.1 
1 
diaceae; Cl 
NR_024960.1 


00 2508520 Thermo 
re 


mohalobacte 
NR_024955.1 
or coolhaasi 


NR_024945.1 


NR_024916.1 
5 
rionales; De 
NR_024895.1 
£ 
sulfovibrion 
NR_024894.1 
7 
irillales; N 
NR_024877.1 
7 


les; Propion 


NR_024847.1 


etales; Prop 


NR_024840.1 


cardineae; P 
NR_024839.1 
8 
Pseudonocard 
NR_024793.1 


Shewanella 
NR_024792.1 
3 
adales; Shew 
NR_024791.1 
2 
h 


onadales; S 
NR_024777.1 


anaerobacter 
NR_024753.1 


h 


1 


h 
; 


it 


fe} 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Caloramator 
6 Caloramator 
oramator. 
Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Clostridium 
3 Clostridium 
ostridium. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


Clostridium 
2 Clostridium 
stridium. 
Thermohalobacter 
halobacter berrensis 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Desulfovibrio 

ovibrio burkinensis 

aceae; Desulfovibrio. 

Neptunomonas 

7 Neptunomonas 

eptunomonas. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


ineae; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
anellaceae; 
Shewanella 
8 Shewanella 
ewanellaceae; 


Shewanella. 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


Alicyclobacillus 


2786786 2788314 Alicyclobacillus herbarius 


ransvaalensis st 
ransvaalensis Ba 


alophilum strain 
alophilum Bacter 


inutulum strain 
inutulum Bacteri 


NSB aDPTAdCA OD 


polyendosporus st 
polyendosporus Ba 


multipotens strai 
Bacteria; Proteob 
6 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


strain Z-7934 16S 
Firmicutes; Clost 
6 
hydroxybenzoicum 
hydroxybenzoicum 


alotolerans DSM 
acteria; Proteob 


ipolytica strain 
acteria; Firmicu 


train DSM 10365 
irmicutes; Clost 


roteoclasticus s 
roteoclasticus B 


DCC HAANAWDEAWSTOD 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


strain CIP 103259 
Actinobacteria; A 


strain ATCC 43992 
Proteobacteria; G 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


strain DSM 6736 1 
Firmicutes; Clost 


acetivorans strai 
Bacteria; Proteob 
6 
strain Dfr2 16S r 
Proteobacteria; D 


strain Dfrl 16S r 
Proteobacteria; D 


szegediense strai 
Bacteria; Proteob 


strain VKM-14L 16 
Proteobacteria; G 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


2794651 2794690 35 74 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2877293 2877332 35 74 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2927480 2927523 31 74 gi 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
3029035 3029126 35 125 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3078935 3079026 35 125 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3082087 3082178 35 125 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


se 


qu 
e; 


se 


, 


eq 
id 


en 
el 


eq 
er 


3101515 3101554 35 74 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3110467 3110558 35 125 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3111985 3112076 35 125 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
3234713 3234804 35 125 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3286111 3286202 35 125 gi 


gi 
Ti 


eq 
tr 


ne 
ac 


en 
ph 


ridia; Clostridiales; Clostridiaceae; Cl 
3365480 3365571 35 125 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3379068 3379107 35 74 gi 
DSM 5308 16S ribosomal RNA, partial s 


ia; Proteobacteria; Deltaproteobacteri 


ti 
ri 


eq 
a; 


3413926 3414017 35 125 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3428758 3428801 31 74 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3493721 3493816 31 125 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 
3528475 3528566 35 


no 


he 


se 
Ac 


125 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
3588008 3588099 35 125 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3630450 3630489 35 74 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 
3631975 3632014 35 74 gi 

ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 
3648690 3648733 31 74 gi 

n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650229 3650272 31 74 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 


nc 
el 


ne 
oc 


et 


6 
strain LK6 16S ri 


15048 Bacteria_16S 


219857120 


id 


219856873 


219856838 


219846904 


219846869 


219846867 


219846854 
3101054 31025 


219846848 


219846847 


219846764 


219846730 


16S ribosomal RNA, partial sequence 3285670 32871 


219846673 


219846663 


219846635 


219846625 


219846580 


219846557 
6S ribosomal RNA, partial sequence 3528019 35294 


219846517 
219846485 
3629961 36314 


219846484 
3631486 36329 


219846472 


219846471 
3649747 36512 


quence 


iales; C 


ence 
Salimic 


quence 
Oceanosp 


uence 


iales; C 


ce 30784 
lales; D 


uence 
ia; Desu 


ndallia. 


uence 
idiales; 


e 31115 
terales; 


ce 32342 
omonadac 
ostridiu 


al seque 
diales; 


uence 
Desulfo 
34134 


mycineae 


34282 
wanellac 


quence 
tinomyce 


ostridiu 
e 35875 
lales; D 
Geobacte 
Geobacte 
e 36482 


cales; M 


hylococe 


3651770 3651813 31 74 gi 
bosomal RNA, complete sequence 


219846470 
3651286 3652776 Methylocaldum tepidum Bacteria; 


ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
lostridiaceae; Alkaliphilus. 
ref|NR_024692.1| Salimicrobium 
2876799 2878315 Salimicrobium 
robium. 
ref|NR_024657.1 
2927022 292847 
irillales; Marin 
ref|NR_026496.1] Anaerobacter 
3028583 3030038 Anaerobacter 
lostridiaceae; Anaerobacter. 
ref|NR_026461.1| Desulfurella 
57 3079982 Desulfurella multipotens 
esulfurellaceae; Desulfurella. 
NR_026459.1| Desulfurella 
34 Desulfurella 
sulfurellaceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 


ellales; De 
ref|NR_026446.1| Tindallia magadiensis 
35 Tindallia magadiensis Bacteria; 


ref |NR_026440.1 
3110031 311146 
Peptococcaceae; 
ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntropha. 
ref |NR_026322.1| Clostridium pascui 
40 Clostridium pascui Bacteria; 
m. 
ref 
nce 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Thermosyntropha 
syntropha lipolytica 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


NR_026265.1 

336503 
Clostridiaceae; 
ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref|NR_026217.1 


Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Shewanella benthica 


93 3429730 Shewanella benthica Bacteria; 
eae; Shewanella. 
ref|NR_026172.1| Thermocrispum 


3493260 349458 
tales; Pseudonoc 


8 Thermocrispum 
ardineae; 


ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 


m. 

ref|NR_026109.1| Desulfurella 

07 3589069 Desulfurella acetivorans 
esulfurellaceae; Desulfurella. 
ref|NR_026077.1| Geobacter pelophilus 
35 Geobacter pelophilus Bacteria; 
raceae; Geobacter. 

ref|NR_026076.1| Geobacter bremensis 
60 Geobacter bremensis Bacteria; 
raceae; Geobacter. 

ref|NR_026064.1|] Methylocaldum 

06 3649696 Methylocaldum szegediense 
ethylococcaceae; Methylocaldum. 
ref|NR_026063.1| Methylocaldum gracile 


35 Methylocaldum 
aceae; Methyloca 


gracile Bacteria; 
ldum. 


ref|NR_026062.1| Methylocaldum tepidum 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


615048 Bacteria_16S 


3657890 3657933 31 


74 


gi| 219846466 


gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 


gelidimarina Bacteria; 
615048 Bacteria_16S 
strain IFO 13155 
Actinobacteria; Actinobacteridae; Actin 
615048 Bacteria_16S 
ATCC 35205 16S ribosomal RNA, partial s 
Firmicutes; Clostridia; Clostridiales; 
615048 Bacteria_16S 
strain RT4. Bl 16S ribosomal RNA, 
Firmicutes; Clostridia; 
615048 Bacteria_16S 
strain DSS12 16S 
Proteobacteria; 
615048 Bacteria_16S 
strain DSK1 16S ribosomal RNA, partial 
Proteobacteria; 
615048 Bacteria_16S 
strain SW-120 16S ribosomal RNA, partia 
Proteobacteria; Gammaproteobacteria; Al 
615048 Bacteria_16S 
strain SW-117 16S ribosomal RNA, partia 
Proteobacteria; Gammaproteobacteria; Al 
615048 Bacteria_16S 
strain JC2056 16S ribosomal RNA, partia 
Actinobacteria; Actinobacteridae; Actin 
615048 Bacteria_16S 
strain JC1078 16S ribosomal RNA, partia 
Actinobacteria; Actinobacteridae; Actin 
615048 Bacteria_16S 


Proteobacteria; 


Clostridiales; 


ribosomal RNA, partial 


Proteobacteria; 
615048 Bacteria_16S 
phenolicus strain LR7.2 16S ribosomal R 
phenolicus Bacteria; Firmicutes; Clostr 
615048 Bacteria_16S 


3829634 3829673 35 


4053897 4053940 31 


4064526 4064565 35 
strain SRL4225 16S ribosomal RNA, partial sequence 


4111320 4111415 31 


Gammaproteobacteria; 
3746353 3746396 31 
16S ribosomal RNA, partial sequence 3745947 37473 
Streptosporangineae; 


74 


omycetales; 
74 
equence 


Heliobacteriaceae; 
3879670 3879761 35 
complete sequence 3879197 38807 
Clostridiaceae; 
3950773 3950816 31 


125 


74 
sequence 


74 
sequence 


74 
1 sequence 


74 
1 sequence 


125 
1 sequence 
omycetales; 
74 
1 sequence 
omycetales; 
74 


125 
NA, 
idia; 
125 


complete sequence 
Clostridiales; 


gi| 219846403 


Alteromonadales; 


ref|NR_026058.1 
3657404 365891 
ref|NR_025994.1 


Streptosp 


Shewanellaceae; 


Shewanella 
0 Shewanella 
Shewanella. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae 7 Nonomuraea. 


gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 

3829173 3830684 Heliobacterium chlorum Bacteria; 
Heliobacterium. 

gi|219846309|ref|NR_025899.1| Caloramator fervidus 


gi|219846258 


3950287 39517 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
3952331 3952374 31 


gi| 219846257 


3951843 39533 
Gammaproteobacteria; Alteromonadales; Moritellaceae; 
4028225 4028268 31 


gi|219846204 


4027757 40292 
teromonadales; Shewanellaceae; 
4029774 4029817 31 


gi| 219846203 


4029306 40308 
teromonadales; Shewanellaceae; 
4049509 4049604 31 


gi|219846187 


4049074 40504 
Propionibacterineae; 


gi|219846184 


4053509 40549 
Micrococcineae; 


gi|219846176 


4064043 40655 
Deltaproteobacteria; Desulfovibrionales; 
4078132 4078223 35 


gi|219846167 


gi|219846144 


; Desulfovibrionaceae; 


Peptococcaceae; 


ref |NR_025848.1 
Shewanella. 


ref|NR_025847.1 


Nocardioi 
ref|NR_025774.1 
29 Serinicoccus 
Intrasporangia 
ref|NR_025766.1 
18 Desulfovibrio 
Des 
ref|NR_025757.1 

4077655 407918 
Crypt 
ref|NR_025734.1 


15 Caloramator fervidus Bacteria; 
Caloramator. 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Moritella. 
ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 
Shewanella. 
ref|NR_025793.1| Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 
Shewanella. 
ref|NR_025777.1| Nocardioides aestuarii 
53 Nocardioides aestuarii Bacteria; 


daceae; Nocardioides. 
Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 
Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Kribbella solani 


strain DSA1 16S ribosomal RNA, 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
615048 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


4178848 


4212142 


strain N-3 16S ribosomal RNA, 


partial sequence 


4178891 31 74 


4212181 35 74 
complete sequence 


4110861 41123 


gi|219846094 


6S ribosomal RNA, partial sequence 4178357 41798 
ammaproteobacteria; Alteromonadales; Shewanellac 
615048 Bacteria_16S 


gi|219846067 
4211641 42131 


Geobacillus. 


Firmicutes; Bacillales; Bacillaceae; 


76 Kribbella solani Bacteria; 
Nocardioidaceae; Kribbella. 
ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 

eae; Shewanella. 
ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


615048 Bacteria_16S 15451 15541 36 125 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
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Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

615048 Bacteria_16S 18544 18582 36 74 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

615048 Bacteria_16S 64059 64117 16 74 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
615048 Bacteria_16S 83558 83628 35 105 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

615048 Bacteria_16S 86585 86655 35 105 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

615048 Bacteria_16S 101913 101951 36 74 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 
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strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 
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nibacillus 


Bifi 


ynergistal 


ete sequen 
Spiroc 


lavobacter 


1 sequence 
bacteria; 


Flavoba 


ref 


lost 
ref 


m. 
ref 


ND 


cill 
ref 


neba 


ref 


acte 
ref 


acte 


ref 


ref 


fido 
ref 


fido 
ref 


Pae 
ref 


Paen 


ref 


ref 


ref 


doba 


ref 


es; 
ref 


haet 


ref 


ref 


eae; 
ref 


iale 
ref 
ref 

6 
Naut 


ref 


cter 


154728 15624 


19184 22060 


9 222097 Mycob 


1 Helicobacter 


6 Helicobacter 


5 336267 B 


6 339399 B 


375101 37664 


392074 39357 


0 396528 Tenui 


6 433742 Paeni 


441527 44295 


482698 48417 


ce 484221 48574 


565378 56682 


0 607435 Oceano 


19766 621178 


9 622643 Chryse 


NR_029267.1 


ridiaceae; C 
NR_029229.1 


NR_029224.1 
8 
us. 
NR_029223.1 
a 
cterineae; 


NR_029182.1 


raceae; Heli 
NR_029169.1 


raceae; Heli 
NR_029163.1 


NR_029139.1 
ifido 
bacteriaceae 
NR_029137.1 
ifido 
bacteriaceae 
NR_029109.1 
6 


nibacillus. 
NR_029098.1 
5 
ibacillus. 
NR_029096.1 
b 


NR_029071.1 
b 


NR_029065.1 
4 
cteriales; B 
NR_029034.1 
0 
Synergistace 
NR_029033.1 
1 
aceae; Spiro 
NR_029020.1 


NR_029000.1 


Arcicella. 
NR_028980.1 
3 
t 


s; Flavobac 


NR_028952.1 


NR_028943.1 


iliales; Nau 
NR_028942.1 


iaceae; Chry 


ref 


M 


Clostridium 

Clostridium 
lostridium. 

Clostridium baratii 


8 Clostridium baratii Bacteria; 


Geobacillus 
Geobacillus 


Mycobacterium 
cterium genavense 


ycobacteriaceae; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Bifidobacterium 
bacterium saeculare 
Bifidobacterium. 
Paenibacillus 
Paenibacillus 


, 


’ 


Paenibacillus 
Paenibacillus 


Tenuibacillus 
acillus multivorans 


Paenibacillus 
acillus favisporus 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Dethiosulfovibrio 
Dethiosulfovibrio 

ae; Dethiosulfovibrio. 
Spirochaeta 
Spirochaeta 

chaeta. 

Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Oceanobacillus 
bacillus picturae 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Chryseobacterium 
obacterium defluvii 
seobacterium. 


NR_028934.1 


Acetobacterium tundrae 


631874 633351 Acetobacterium tundrae Bacteria; 
Eubacteriaceae; Acetobacterium. 


Actinomycetaceae; 


Thermotogae; 


strain TOD45 16S 
Firmicutes; 


strain RSA19 16S 
irmicutes; 


acteria; 


738416 738474 16 74 gi| 265678555 |ref|NR_028859.1 
usitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbas 
acteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
15048 Bacteria_16S 755731 755821 36 125 gi| 265678542 |ref|NR_028846.1 
KM Ac-1800 16S ribosomal RNA, partial sequence 755262 75674 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
615048 Bacteria_16S 761759 761797 36 74 gi| 265678538 |ref|NR_028842.1 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
615048 Bacteria_16S 792564 792654 36 125 gi| 265678517 |ref|NR_028820.1 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 79356 

Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

615048 Bacteria_16S 797111 797149 36 74 gi|265678514|ref|NR_028817.1 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacill 
615048 Bacteria_16S 800241 800279 36 74 gi|265678512|ref|NR_028815.1 
strain Chj707 16S ribosomal RNA, partial sequence 799765 80123 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 
615048 Bacteria_16S 827703 827761 16 74 gi|265678494|ref|NR_028797.1 


strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 
Clostridia; 
615048 Bacteria_16S 


Firmicutes; 


strain ATCC 43541 
Firmicutes; 


Sulfurospirillum. 


615048 Bacteria_16S 


strain DSM 2588 1 
acteroidetes; 


selenitireducens 
selenitireducens 


615048 Bacteria_16S 
strain II-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


strain 7-2 16S ribosomal RNA, partial sequence 


roteobacteria; 


P 

6 

japonensis strain 
Bacteria; 

6 


strain D2-18 16S 
Firmicutes; Clost 


615048 Bacteria_16S 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 


615048 Bacteria_16S 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequenc 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


615048 Bacteria_16S 
strain MV1075 16S 


Bacillales; 
615048 Bacteria_16S 


Bacillales; 
15048 Bacteria_16S 
arismortui strain 123 16S ribosomal RNA, 


Clostridia; 
615048 Bacteria_16S 

halorespirans strain PCE-M2 16S ribosomal RNA, partial 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; 


aldoxylosilyticus Bacteria; 
15048 Bacteria_16S 


anicus strain DB4 16S ribosomal RNA, partial sequence 


Bacteroidetes; 

615048 Bacteria_16S 
sapovorans strain 
Bacteria; Firmicutes; 
615048 Bacteria_16S 
d 

Bacteria; Firmicutes; 
615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


668680 668770 36 125 gi 


Arcanobacterium. 
670200 670238 36 74 
ribosomal RNA, partial sequence 


gi 


700489 700527 36 74 
ribosomal RNA, partial sequence 
Paenibacillaceae; Paenibacillus. 
701974 702012 36 74 gi 
ribosomal RNA, partial sequence 
Paenibacillaceae; Paenibacillus. 
718535 718573 36 74 gi 


gi 


Clostridiales; Veillonellaceae; 
829279 829337 16 74 gi 
16S ribosomal RNA, partial sequence 

Clostridiales; Veillonellaceae; 
865656 865694 36 74 gi 


940654 940692 36 74 


gi 


957752 957790 36 74 


gi 


Firmicutes; 
959289 959327 36 


Bacillales; 
74 gi 
Bacteria; Firmicutes; Bacillales; 
979083 979121 36 74 gi 
Sphingobacteriales; 
993118 993208 36 125 
OM 16S ribosomal RNA, 
Clostridia; Clostridiales; 
1034238 1034276 36 74 


gi 


gi 


Bacillales; 


1035711 1035769 16 74 


gi 


1061632 1061670 36 74 


gi 
Sphingobacteria; 
1103626 1103664 36 74 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 
1127885 1127923 36 


gi 


74 gi 


265678603 


265678602 
669757 67122 
Thermotogales; Thermotogaceae; Marinitoga. 
615048 Bacteria_16S 265678582 


699985 70142 


265678581 
701473 70290 


F 

6 265678569 
m complete sequence 71801 
B Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
615048 Bacteria_16S 

1 

B 

6 

V. 


265678418 
6S ribosomal RNA, partial sequence 940206 94166 
B Sphingobacteria; 

615048 Bacteria_16S 

caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequen 
c Bacillaceae; 
6 265678405 
strain MLS10 16S ribosomal RNA, partial sequence 
Bacillaceae; 
265678391 
978631 98004 
Saprospiraceae; 
265678382 
992614 994134 Syntro 
Syntrophomonadaceae; 
265678355 
1033771 1035187 Aneuri 
Paenibacillaceae; Aneurinibacillus 
265678354 
1035238 10367 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae 
265678336 
1061167 1062648 Chitin 
Sphingobacteriales; 
265678306 
1103152 11046 
Clostridiales Family XIII. 
253680771 


complete sequence 


758 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


ref 


ref 


ref 


ref 


ref 


827209 828732 Seleno: 
Selenomonas. 
265678493 
828783 830273 Seleno: 
Selenomonas. 
265678468 
sequence 


ref 


ref 
Campyl 


ref 


ref 


Geo 
ref 


Bacil 
ref 


L 


ref 


ref 


ref 


ref 


Chitino 
ref 


Inc 
ref 


e 668320 669706 


2 Paenibacillus 


9 Paenibacillus 


9 719581 Virgib 


865186 866674 


3 Chitinophaga 
Sphingobacteriales; Chitinophagaceae; 
265678406 
ce 957258 958773 


958824 960272 


21 Mogibacterium 


NR_028908.1 
Actino: 


NR_028907.1 


NR_028887.1 


NR_028886.1 


NR_028873.1 


NR_028796.1 


NR_028771.1 
obacterales; 
NR_028720.1 


Chitinophag 
NR_028708.1 


bacillus. 
NR_028707.1 


lus. 
NR_028693.1 


ewinella. 
NR_028684.1 


Syntrophomo 
NR_028657.1 


group; Aneur 
NR_028656.1 


; Herbaspiri 
NR_028638.1 


phagaceae; C 
NR_028608.1 


ertae Sedis; 


Arcanobacterium 
Arcanobacterium 
mycineae; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Virgibacillus 
acillus marismortui 


Herbaspirillum 

pirillum lusitanum 

Herbaspirillum. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Paenibacillus 
Paenibacillus 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Paenibacillus 
Paenibacillus 

us. 

Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Sulfurospirillum 
Sulfurospirillum 


Campylobacteraceae; 


Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Geobacillus 
Geobacillus 


Bacillus 
Bacillus 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 

Chitinophaga 
ophaga japonensis 
hitinophaga. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 


NR_028019.1 


Helicobacter 


1127427 1128907 Helicobacter 


pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 


615048 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


iheyensis HTE831 

Bacteria; Firmicu 
6 
1279 16S ribosoma 


Deinococcus-Thermus; 
615048 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 


stercorihominis D 
stercorihominis D 
6 
DSM 4359 16S ribo 
Thermotogae; Ther 
6 
DSM 14365 16S rib 
Bacteria; Proteob 
6 
strain 01-570-1 1 
Firmicutes; Lacto 
6 
Clostridia; Clost 
6 
strain UR/MT95 16 
Proteobacteria; B 
6 
AT1047 16S riboso 
Flavobacteria; Fl 
6 
strain AT1013 16S 
Bacteroidetes; Fl 
6 
DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 

6 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


16S ribosomal RNA, partial sequence 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1220093 1220131 36 74 gi 


bacillales; Carnobacteriaceae; Allofus 
1265323 1265381 16 74 gi 


ridiales; Clostridiaceae; Clostridium. 
1266895 1266953 16 74 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1272969 1273007 36 74 gi 
mal RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
1274391 1274429 36 74 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1280250 1280358 18 125 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


Sej 
gi 


Flavoba 
gi 


1301404 1301494 36 125 


gi 


1209193 12106 


ales; Nann 
219878362 


6S ribosomal RNA, partial sequence 1219617 12211 


tis. 
219846539 


1264886 1266379 Clostridium grantii Bacteria 


219846423 


1266430 12679 


alobactera 
219846220 


1272544 1273908 Sejon 


ongia. 
219846219 


1273959 12753 


cteriaceae 
219846091 


1279854 12812 


ales; Prop 


219846639 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 13024 


Bacteria; Firmicu 
Sedis; Caldicellu 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 
6 
melanesiensis str 
melanesiensis BI4 
6 
strain TMO 16S ri 
Thermotogae; Ther 


strain KA3 16S ri 
Thermotogae; Ther 


antarcticus strai 
Bacteria; Firmicu 
6 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1304514 1304604 36 125 
ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1324422 1324512 36 125 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1332088 1332126 36 74 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1394028 1394066 36 74 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1395584 1395622 36 74 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1435059 1435097 36 74 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1447412 1447450 36 74 gi 


gi 


Thermoanaerobacterale 


s; Thermoa 


219846460 


1304017 13055 


s; Thermoa 


219878140 
sequence 
Thermoana 


228721494 
equence 

s; Thermot 
228715897 


1393543 13950 


228715882 


1395106 13965 


224581431 
ence 14345 
nibacillus 
224581422 


ocys 
ref 


tineae; Hal 
NR_025501.1 


ref|/NR_026131.1 


ref|NR_026014.1 


; Massilia. 
NR_025810.1 


jeonii Bact 


ceae 
ref 
gia 


ref|NR_025809.1 


; Sejongia. 
ref|NR_025681.1 
10 Aeromicrobium 
ionibacterineae 


, 


ref |NR_026231.1 


naerobacterales 


ref|NR_026051.1 


naerobacterales 

ref|NR_025279.1 
1323941 13254 

erobacterales; 


ref|NR_027617.1 

1331586 13330 
ogaceae; Thermo 
ref|NR_027542.1 


ref|NR_027541.1 


ref|NR_027213.1 
76 1436085 Paeni 


ref 


NR_027203.1 


e 


4 
T. 


9 
s 


b 


1146057 1146115 16 74 gi|253680759|ref|NR_028007.1| Collimonas fungivorans 
ibosomal RNA, partial sequence 1145612 1147064 Collimonas fungivorans Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

1155089 1155179 36 125 gi|253680753|ref|NR_028001.1| Oceanobacillus 
16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
tes; Bacillales; Bacillaceae; Oceanobacillus. 

1158082 1158139 16 74 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1 RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 

Deinococci; Thermales; Thermaceae; Meiothermus. 

1168737 1168827 36 125 gi| 228719827 |ref|NR_027585.1| Spirochaeta 
1293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
pirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

1171795 1171901 18 123 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 

11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 

1182403 1182461 16 74 gi|228717350|ref|NR_027562.1| Anaerofustis 
SM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
SM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 

1202105 1202143 36 74 gi|228715358|ref|NR_027530.1| Thermotoga neapolitana 
somal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
motogales; Thermotogaceae; Thermotoga. 

1209693 1209731 36 74 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
i 


angiaceae; Haliangium. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


Clostridium grantii Al 
Firmicutes; 


v 


Massilia timonae 


23 Massilia timonae Bacteria; 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Caldicellulosiruptor 

8 Caldicellulosiruptor 

hermoanaerobacterales 


Thermosipho 
7 Thermosipho 
ipho. 
Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Paenibacillus 
acillus antarcticus 


Mogibacterium 


1446932 1448409 Mogibacterium neglectum 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


Mogibacterium. 
615048 Bacteria_ 


strain HM-7 16S r 
Clost 


irmicutes; 
15048 Bacteria_ 


acteria; 
15048 Bacteria_ 
strain DSM 20127 


F 
6 
9 
B 
6 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


615048 Bacteria_ 


Proteobacteria; 


acteria; 


NnWAD 


187 strain TA 4r 
Proteob 


strain B8 16S ribosomal RNA, partial sequence 


16S 1463878 1463916 36 74 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
16S 1495671 1495727 18 
16S ribosomal RNA, 


gi 
74 gi 
complete sequence 


16S 1501619 1501661 32 
16S ribosomal RNA, 


74 gi 
complete sequence 
16S 


1548617 1548679 12 74 


gi 


1551551 1551613 12 74 


gi 
acteria; Betaproteobacteria; Burkholde 
1616752 1616790 36 74 gi 
n LMG 21980 16S ribosomal RNA, partial 


acteria; Gammaproteobacteria; Aeromonada 


oc 


ain B4 16S ribosomal RNA, partial sequen 


ri 
219878465 


224581410 
1463419 14648 
Clostridiales Family XIII. 
219846691 


14952 
les; 


15011 


ce 15511 
ales; 


equence 


Aeromon 
219846604 


occineae; 
219857245 
1548180 15495 
Betaproteobacteria; Burkholderiales; Aqua 
15048 Bacteria_16S 
itratiphilum str 
Proteob 
15048 Bacteria_16S 
antarcticus strai 


bacterium. 
219857243 


Aquabacterium. 


Incertae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 


ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; Mogibacterium. 
ref|NR_026283.1| Tolumonas auensis DSM 
67 1496682 Tolumonas auensis DSM 9187 
adaceae; Tolumonas. 

ref|NR_026196.1| Sinomonas atrocyanea 
62 1502633 Sinomonas atrocyanea Bacteria; 
Micrococcaceae; Sinomonas. 
ref|NR_024875.1| Aquabacterium commune 
95 Aquabacterium commune Bacteria; 


ref|NR_024871.1| Aquabacterium 
12 1552529 Aquabacterium citratiphilum 


ref |NR_025604.1 
1616292 161776 


Algoriphagus 
4 Algoriphagus 


antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

615048 Bacteria_16S 1618275 1618313 36 74 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

615048 Bacteria_16S 1619798 1619836 36 74 gi|219878463|ref|NR_025602.1| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

615048 Bacteria_16S 1621321 1621359 36 74 gi|219878462|ref|NR_025601.1| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

615048 Bacteria_16S 1624352 1624390 36 74 gi|219878460|ref|NR_025599.1| Belliella baltica 
strain BA134 16S ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

615048 Bacteria_16S 1688200 1688238 36 74 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 


strain 6AG 16S ribosomal RNA, partial sequence 


1687712 16892 


35 Bacillus saliphilus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 1778036 1778074 36 74 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

615048 Bacteria_16S 1779585 1779623 36 74 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

615048 Bacteria_16S 1782610 1782668 16 74 gi|219878348|ref|NR_025487.1| Sneathia sanguinegens 
strain CCUG 41628 16S ribosomal RNA, partial sequence 1782175 1783536 Sneathia sanguinegens 
Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Sneathia. 

615048 Bacteria_16S 1800701 1800739 36 74 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

615048 Bacteria_16S 1870933 1870971 36 74 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


strain 3S-1 16S r 


Firmicutes; Bacil 


615048 Bacteria_16S 


strain DSM 11334 
Proteobacteria; 


Bacteria; 
6 
strain DSM 13256, 
Thermotogae; 


joostei Bacteria; 
6 


Thermotogales; Thermotogaceae; Thermosipho. 
615048 Bacteria_16S 
joostei strain LMG 18212 16S ribosomal RNA, partial seque 
Flavobact 


15048 Bacteria_16S 219878247 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


1897174 1897232 16 74 gi 


1905833 1905871 36 74 gi 
I/26Cor1l 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; 
1914849 1914887 36 74 gi 
Bacillales; Paenibacillaceae; 
1916410 1916448 36 74 gi 
16S ribosomal RNA, partial sequence 


1919545 1919583 36 74 


gi 


Bacteroidetes; Flavobacteria; 
1921053 1921091 36 74 


gi 


ca 
219878259 
eq 
Sphi 
219878252 
ne 
Paeni 
219878250 


1870444 18719 


219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
Betaproteobacteria; Burkholderiales; Al 
615048 Bacteria_16S 
aerophilus strain 
aerophilus Bacter 
615048 Bacteria_16S 
azoreducens strain CMl 16S ribosomal RNA, partial seque 
Firmicutes; 
15048 Bacteria_16S 


ligenace 


uence 
ngobacte 


e 19143 
bacillus 


19159 


219878248 


nce 
eriales; 


scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Chryseobacterium. 


75 Geobacillus vulcani Bacteria; 


ref|NR_025404.1| Bordetella trematum 
30 Bordetella trematum Bacteria; 

ae; Bordetella. 
NR_025398.1 
1905456 190681 
riales; Flexibac 
ref|NR_025391.1 
61 1915860 Paenib 
ref |NR_025389.1 
11 1917433 Thermo 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Paenibacillus 
acillus azoreducens 


Thermosipho geolei 
sipho geolei Bacteria; 


Chryseobacterium 
3 Chryseobacterium 
Flavobacteriaceae; Chryseobacterium. 
ref |NR_025386.1| Chryseobacterium 
1920604 1922061 Chryseobacterium 


ref|NR_025387.1 
1919085 192055 


615048 Bacteria_ 


16S 1934775 1934813 36 74 


gi 


219878238 


ref|NR_025377.1| Campylobacter hominis 


strain CHO0O1A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

615048 Bacteria_16S 1942323 1942361 36 74 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

615048 Bacteria_16S 1968240 1968278 36 74 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

615048 Bacteria_16S 1971014 1971072 16 74 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

615048 Bacteria_16S 1980359 1980449 36 125 gi| 219878208 |ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

615048 Bacteria_16S 2038285 2038323 36 74 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

615048 Bacteria_16S 2047671 2047709 36 74 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

615048 Bacteria_16S 2070638 2070676 36 74 gi| 219878143 |ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

615048 Bacteria_16S 2073671 2073729 16 74 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

615048 Bacteria_16S 2192082 2192120 34 72 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 


strain Z-7792 16S ribosomal RNA, partial sequence 2191612 21930 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

615048 Bacteria_16S 2193517 2193574 16 74 gi| 219857603 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; 
615048 Bacteria_16S 2225249 2225287 36 74 gi| 219857582 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
615048 Bacteria_16S 2226810 2226848 36 74 gi| 219857581 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 22263 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
615048 Bacteria_16S 2266627 2266665 36 74 gi| 219857555 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 22676 


Firmicutes; Baci 
strain MIT 97-50 
Proteobacteria; 


subterraneus str 
Bacteria; Firmic 


canadensis strai 
canadensis Bacte 
Helicobacter. 


ranivorans stra 
acteria; Firmic 


g 
B 
6 
marinus strain s 
Bacteria; Synerg 
6 
yonseiensis stra 
Bacteria; Firmic 


strain LMG11607 
Bacteroidetes; F 
chinjuensis stra 
Bacteria; Firmic 
6 
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615048 Bacteria_ 


15048 Bacteria_ 


37 Amphibacillus tropicus Bacteria; 


ref|NR_025191.1| Meiothermus 
2193088 2194570 Meiothermus 

Thermaceae; Meiothermus. 

ref|NR_025170.1| Paenibacillus 
2224766 2226278 Paenibacillus 

Paenibacillus. 

ref|NR_025169.1| Paenibacillus 

29 2227839 Paenibacillus kribbensis 

ref|NR_025143.1| Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


llales; Bacillaceae; Geobacillus. 

16S 2292469 2292507 36 74 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
75c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

16S 2312080 2312118 36 74 gi|219857521|ref|NR_025109.1| Geobacillus 

ain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
utes; Bacillales; Bacillaceae; Geobacillus. 

16S 2331702 2331740 36 74 gi|219857508|ref|NR_025096.1| Helicobacter 

n NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 

ria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 

16S 2345279 2345317 36 74 gi|219857497|ref|NR_025085.1| Paenibacillus 

in A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
utes; Bacillales; Paenibacillaceae; Paenibacillus. 

16S 2351234 2351340 18 123 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
r12 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
istetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

16S 2387767 2387857 36 125 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
in KB1l 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
utes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
16S 2407537 2407575 36 74 gi|219857455|ref|NR_025043.1| Riemerella columbina 
16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
lavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

16S 2431873 2431911 36 74 gi| 219857436 |ref|NR_025024.1| Paenibacillus 

in WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
utes; Bacillales; Paenibacillaceae; Paenibacillus. 

16S 2450168 2450206 36 74 gi|219857419|ref|NR_025007.1| Laceyella putida 


strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 


TTCGGCGGTTGAAGGTGGGCATGCGTAACATTAGCTGGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATGTTTAGGGGTTCTGAGAGGAAGGTCCCCCACACTG 
GTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGTCGCGTGCAGGAAGACGGCCCTAC 
GGGTTGTAAACTGCTTTTGTACCGGGAAGAAAAGGTCTTACGTGTAAGACATTGCCGGTACCGTACGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTGCGTAGGCGGACTGGTAAGTCAGCGGTGAAATACTGCAGCTCAACTGAAGTTGTGCCGT 
TGATACTGTCAGTCTTGAGTATAGATGAGGTAGGCGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCAGCTTACTAA 
ACTAATACTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTGGTTGTTTGGGCGAATGAGC 
TTAAGCGACTGAGCGAAAGCATTAAGTAATCCACCTGGGGAGTACGTCGGCAACGATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAACATGTG 
GTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTTAAATGGGGAGTGACAGATCTGGAAACAGGTTTTTCTTCGGACACTCTTCAAGGTGCTGCATGGTTG 
TCGTCAGCTCGTGCCGTGAGGTGTCGGGTTAAGTCCCATAACGAGCGCAACCCCTGTTGTCAGTTACCAGCACGTAGCGGTGGGGACTCTGGCAAGACTGCCGGT 
GTAAACCGCGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCAGGGCTACACACGTGTTACAATGGCCGGTACAGCGGGCAGCGGCGCGGCGAC 
GTGTAGCGAATCCCGAAAGCCGGTCCCAGTTCGGATTGAAGTCTGCAACCCGACTTCATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGGGTACCTGAAGTCTGTAACCGCGAGGAGCGGCCTAGGGTAAAACCGGTGACTGGGG 
CTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGTGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTA 
GAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAAGCCTTCGGGCTTAGTGGCGCACGGGTGCGTAACGCGTGGGAAT 
CTGCCCTTGGGTTCGGAATAACAGTTAGAAATGACTGCTAATACCGGATGATGTCTTCGGACCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGGTA 
GTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTCGTAAAGCTCTTTTACCAGGGATGATAATGACAG 
TACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCT 
ATTCAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCTTTGAAACTAGATAGCTAGAATCTTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGATAACTAGCTGTTCGGGCACTTGGTGCCTGAGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATT 
AAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATCCCGCGCTATCCA 
GAGAGATTTGGAGTTCCCTTCGGGGACGCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTCCTTAGTTGCCATCATTTAGTTGGGCACTCTAAGGAAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACACGCTGG 
GCTACACACGTGCTACAATGGCGGTGACAGTGAGCAGCTAGATCGCGAGATCATGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTG 
CATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCG 
AAGGCGTTGCGCTAACTCAGCAATGAGAGGCAGGCGACCACGGTGGGCTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATC 
ACCTCCTTTYTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGCGAACGCTGGCGGCGCGCCTAACACATG 
CAAGTCGAACGAGCGAGAGAGAGCTTGCTTTCTCAAGCGAGTGGCGAACGGGTGAGTAACGCGTGAGGAACCTGCCTCAAAGAGGGGGACAACAGTTGGAAACGA 
CTGCTAATACCGCATAAGCCCACGACCCGGCATCGGGTAGAGGGAAAAGGAGCAATCCGCTTTGAGATGGCCTCGCGTCCGATTAGCTAGTTGGTGAGGTAACGG 
CCCACCAAGGCGACGATCGGTAGCCGGACTGAGAGGT TGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGTCTTCGGATTGTAAACTCCTGTTGTTGAGGAAGATAATGACGGTACTCAACAAGGAAGT 
GACGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGGCAAGTTGGAAGTG 
AAATCCATGGGCTCAACCCATGAACTGCTTTCAAAACTGTTTTTCTTGAGTAGTGCAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGG 
AGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACCAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACACTGTGGC 
CGATGTTTACTAGGTGTTGGAGGATTGACCCCTTCAGTGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGTCTTGACATCCTGCGACGCACATAGAAATATGTGTTTC 
CTTCGGGACGCAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGGTCAGTTACTACGC 
AAGAGGACTCTGGCCAGACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGACTTGGGCTACACACGTACTACAATGGCG 
TTAAACAAAGAGAAGCAAGACCGCGAGGTGGAGCAAAACTCAGAAACAACGTCCCAGTTCGGACTGCAGGCTGCAACTCGCCTGCACGAAGTCGGAATTGCTAGT 
AATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCCGGGGGGACCCGAAGTCGGTAGTCTAACCGCAA 
GGAGGACGCCGCCGAAGGTAAAACTGGTGATTGGGGTGAAGTCGTAACAAGGTACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
ACGGACTGGCCTTGAGCTTGCTTGGGGTTGGTGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCTTCTTTGGGATAACGGTCGGAAACGGCTGCTA 
ATACTGGATATTCACTCATTGGCGCATGTTGGTGGGTGGAAAGATGCACTTTTGGTGTTTTTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTG 
ATGGCCTACCAAGGCTTTGACGGGTAACCGGCCTGAGAGGGTGACCGGTCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGTGGCAGCAGTGGGGAATTT 
TGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCGACTTTGGGTTGTGG 
TGAGGGTAGTGGGTAAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAGGGCTGTAGGC 
GGTTGGTCGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTTCGGTGGGTACGGGTCGACTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGG 
TGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCACCCAGTGGTTTCTGGCCCGTAGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCATCCC 
TGACAGCCTYCAGAGAATGGAGGTGCATTTGGTTGGGGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGCCCTATGTTGCCAGCACGTTGTGGTGGGGACTCGTGGGGGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATGCTGTGAGGCGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCT 
GCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAG 
TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGGAAGGGCTTCGGCC 
TGAGTAGCGTGGCGGACGGGTGAGTAATGCGTGGGAATCTGCCTGATCGTGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATACGCCCTACGGGGGAAAG 
GGGGCTTCGGCTCTCGCGAACAGATGAGCCCACGTCCGATTAGCTAGTTGGTGAGGTAATGGCCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGA 
AGGCCTGCGGGTTGTAAAGCACTTTCGGTGGGAAAGAAAGATTCAAGGTTAATACCCTTGGATGTTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCTTGGTCAGTCAGATGTGAAAGCCCTGGGCTCAACC 
TGGGAACGGCATTTGATACTGCCAGGCTCGAGTCTAAGAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAA 
GGCGGCCCCCTGGCTTAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCAACTAGCCGTC 
GGGTCCATTTAAGGGTTTGGTGGCGCAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCAGCCCTTGACATCCTCGGAACCCTGTAGAGATATGGGGGTGCCTTCGGGAGCCGAGAG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACTTCGGGTGGGAACT 
CTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCCGGTACAGAG 
GGTCGCAACCCCGCGAGGGTGAGCCAATCTCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAAT 
CAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NCAAGTCGAACGATGAACCGGCTTCGGGCGGGGATTAGTGACGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGT 
CTAATACCGGATATTACTGNCNACCGCATGGTNTGGCAGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTAC 
CAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCATGTGACGGTACCTGCAGAAGAAGC 
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peptonophila strain KCTC 9740 16S ribosomal RNA, partial 
Bacillales; 


peptonophila Bacteria; 
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dichotomicum strain KCTC 3667 16S ribosomal RNA, partial 
Bacillales; 


dichotomicum Bacteria; 
615048 Bacteria_16S 


mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequen 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
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615048 Bacteria_16S 
lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 
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campinasensis strain 324 16S ribosomal RNA, partial sequence 
campinasensis Bacteria; 
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Proteobacteria; 
615048 Bacteria_16S 


Bacteria; 


2451718 2451756 36 


Firmicutes; 
2453241 2453279 36 


Firmicutes; 
2563164 2563202 36 


2566227 2566285 16 


Firmicutes; 
2624739 2624829 36 


2643105 2643143 36 


Firmicutes; 
2671566 2671604 36 


2676155 2676193 36 


74 


74 


74 


74 


acidaminophila strain DSM 3853 16S ribosomal RNA, partial 


acidaminophila Bacteria; Clostridia; 


125 


strain RP5557 16S ribosomal RNA, partial 
Proteobacteria; 


Gamma 


74 


Bacillales; 


74 


strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 26725 
Epsilonproteobacteria; Campylobacterales; 


74 


strain Pd55 16S ribosomal RNA, partial sequence 


Proteobacteria; 
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thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; 


Hydrogenimonas. 
615048 Bacteria_16S 
strain SHK-1 16S 
Proteobacteria; 
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chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 
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HH 
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strain SIR-1 16S 
Proteobacteria; 
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NnQaQ a 
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koleovorans strain TB 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
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strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


acteria; Thermotogae; 


15048 Bacteria_16S 


615048 Bacteria_16S 


Bacteria; 


Bacillales; 


2679194 2679232 36 


Firmicutes; 
2682268 2682358 36 


Firmicutes; 
2707705 2707743 36 


2713513 2713551 36 


2718091 2718149 16 


2721152 2721190 36 
2730343 2730381 36 
2778218 2778256 36 
Firmicutes; 
2788833 2788871 36 
2790243 2790281 36 
Thermotogales; 


2793089 2793147 16 


2827844 2827882 36 


Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


74 


juripiscarius strain IS40-3 16S ribosomal RNA, partial 


juripiscarius Bacteria; Bacillales; 


125 


straminisolvens strain CSK1 16S ribosomal RNA, partial 


straminisolvens Bacteria; Clostridia; 


74 


74 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Enhygromyxa. 


74 


strain CPW301 16S ribosomal RNA, partial 
Proteobacteria; 


Betap 


74 


ithotrophicum strain 42BKT 16S ribosomal RNA, partial 
ithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; 


74 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nannocystineae 


74 


lycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 


lycanilyticus Bacteria; Bacillales; 


74 


74 


74 


B 

6 

haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


74 


strain IHB1 16S ribosomal RNA, partial sequence 


Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 


615048 Bacteria_16S 


strain ATCC 700697 16S ribosomal RNA, partial sequence 
Clostridiales Family XIII. 


Firmicutes; 


Clostridia; 


615048 Bacteria_16S 


2846147 2846185 36 


Clostridiales; 
2867802 2867860 16 


74 


74 


Thermoactinomyceta 


Thermoactinomyceta 


219857418 
sequence 


gi 


219857417 
sequence 


gi 


gi| 219857335 


Cc 


219857290 
sequenc 


gi 


Clostridiales; Veillonellaceae; 


219857248 
sequenc 
proteobacteria; X 


gi 


gi|219857229 
Paenibacillaceae; 
gi|]219857208 


Helicob 
gi|]219857205 
2675717 26771 


219857203 
sequence 
Bacillaceae; Lent 
gi|]219857201 
sequence 
Clostridiales; 
gi| 219857183 


gi 


Camp 


gi] 219857179 
2713036 27145 


219857176 
sequenc 
roteobacteria; Bu 


gi 


219857174 
sequence 


gi 


Ss 
gi|219857167 
2729867 27313 
gi|219857131 
Paenibacillaceae 

gi|219857124 
27883 
Paenibacillus 
gi] 219857123 


Thermotoga. 
gi|219857121 


Clo 
gi| 219856905 
2827347 28288 


219856893 
28456 


gi 


ref|NR_025006.1 

2451243 245274 
ceae; 
ref|NR_025005.1 

2452794 245426 
ceae; 
ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


ref|NR_024921.1 
e 2565759 256728 


ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref|NR_024857.1 

2642624 264413 
Paenibacillus. 
ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_024833.1 


Lebetimonas. 
NR_024831.1 
2678696 268021 
ibacillus. 
ref |NR_024829.1 

2681812 268325 
Clostridiaceae; 
ref|NR_024811.1 

2707242 270866 
ylobacterales; H 


ref |NR_024807.1 


ref |NR_024804.1 
e 2717632 271910 
rkholderiales; 0 


ref |NR_024802.1 
2720705 272211 

ulfurovum. 

ref|NR_024795.1 


7 Nannocystaceae 
ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref|NR_024752.1 
65 2789727 Paenib 


ref|NR_024751.1 


ref |NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref|NR_024726.1 


ref|NR_024712.1 


Seinonella. 


Seinonella 
3 Seinonella 


Thermoflavimicrobium 
8 Thermoflavimicrobium 


Thermoflavimicrobium. 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Paenibacillus 
1 Paenibacillus 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Lentibacillus 
9 Lentibacillus 


Clostridium 
8 Clostridium 
Clostridium. 
Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Sulfurovum 
0 Sulfurovum 


Plesiocystis pacifica 


50 Plesiocystis pacifica Bacteria; 


; Plesiocystis. 
Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus koleovorans 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Clostridium 

8 Clostridium 

stridium. 

Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Mogibacterium vescum 


66 2847142 Mogibacterium vescum Bacteria; 
Incertae Sedis; Mogibacterium. 


gi| 219856879 


ref|NR_024698.1| Herbaspirillum 


huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 


2867356 2868845 Herbaspirillum 


6 
n 
n 
6 


strain IFO 15616 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
615048 Bacteria_16S 
strain JaH 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


acteria; 


B 
6 
tapeticola strain 
t 
6 


15048 Bacteria_16S 
aganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 
aganoensis Bacteria; 
15048 Bacteria_16S 


615048 Bacteria_16S 
thermoruber strain BT2 16S ribosomal RNA, partial sequenc 
Firmicutes; Bacillales; Paenibacillaceae; Brevi 
15048 Bacteria_16Ss i 


apeticola Bacteria; Cyanobacteria; Oscillatoriales; Halo 
15048 Bacteria_16S 


2874137 2874175 36 74 


gi 


Firmicutes; Bacillales; 


2903047 2903155 18 125 gi 


219856875 


Pullulanibacillus. 
219856854 


ref|NR_024694.1| Pullulanibacillus 
2873633 2875172 Pullulanibacillus 
ref|NR_024673.1| Zimmermannella alba 


16S ribosomal RNA, partial sequence 2902597 2904077 Zimmermannella alba Bacteria; 


2983580 2983618 36 74 


gi 
lales; Bacillaceae; Bacillus. 


3001918 3001956 36 74 gi 


3007920 3007958 36 74 gi 
ccc Baja-95 Cl.2 16S ribosomal RNA, par 


3065538 3065576 36 74 


gi 


219846922 
3001433 3002946 Brevibacillus thermoruber 
bacillus. 
219846918 


e 


actinosclerus strain 1187 16S ribosomal RNA, partial sequence 


actinosclerus Bac 
Hymenobacter. 


615048 Bacteria_16S 
strain GY-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
615048 Bacteria_16S 


teria; Bacteroidetes; Sphingobacteria; S 


3138973 3139030 16 74 


gi 


Deinococci; Thermales; 
3158940 3158978 36 


Thermaceae; 
74 gi 


M 


219846829 
3138565 3140000 Meiothermus cerbereus Bacteria; 
eiothermus. 
219846816 


arcachonense strain F1F6 16S ribosomal RNA, partial sequence 


arcachonense Bact 
Sulfurospirillum. 


615048 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


615048 Bacteria_16S 


strain NR-27 16S 
acteroidetes; Sp 


ividum strain DS 
acteria; Proteob 


garicidamnosum s 
garicidamnosum B 


fricanus Bacteri 
esulfovibrio. 


aludosum strain 
aludosum Bacteri 


B 
6 
1 
B 
6 
a 
a 
J 
6 
africanus strain 
a 
D 
6 
Pp 
Pp 
6 
carbinolicum stra 
carbinolicum Bact 
6 
wieringae strain 
wieringae Bacteri 


15048 Bacteria_16S 


eria; Proteobacteria; Epsilonproteobacte 


3211981 3212019 36 74 gi 
in CCUG 35045 16S ribosomal RNA, partial 
eria; Proteobacteria; Epsilonproteobacte 


3218101 3218139 36 74 

ribosomal RNA, partial sequence 
hingobacteria; 
3221095 3221153 16 74 gi 
M 1522 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholderi 


gi 


ria; 


219846780 


ria; 


219846775 


Sphingobacteriales; Flammeovirgaceae; 
219846773 
ce 3220651 3222119 Janthinobacterium lividum 
Oxalobacteraceae; 


ales; 


occineae; 
219846934 
2983106 2984583 Bacillus vedderi Bacteria; 


tial sequence 
spirulina. 
219846878 


phingobacteriales; 


Campylobacterales; 


15048 Bacteria_16S 


15048 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


a; 


15048 Bacteria_16S 


eria; 


15048 Bacteria_16S 
DSM 1911 16S ribosomal RNA, partial sequence 
Clostridiales; 


a; 


615048 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


615048 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


615048 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


615048 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; 


Thermotogales; 


615048 Bacteria_16S 


homopropionicum s 
homopropionicum B 


615048 Bacteria_16S 


DSM 316 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridia; 


Clostridiales; 


acteria; 
anthinobacterium. 
15048 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


Firmicutes; 


Firmicutes; 


ridia; 


rochaetales; 


acteria; 


3222614 3222672 16 


3242342 3242448 18 


3278522 3278608 40 


3281560 3281646 40 


Firmicutes; 
3283084 3283170 40 


3284609 3284695 40 


Clostridiales; 


3316574 3316664 36 


3349975 3350033 16 


3451035 3451073 36 


3529954 3530012 16 


Firmicutes; 
3531482 3531540 16 


Clostridia; 


Clostridia; 


Clostridia; 


Clostridia; 


74 


train Wlr3 16S ribosomal RNA, partial 


Proteobacteria; Betaproteobacteria; 


123 


125 


125 


125 


125 


125 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


74 


74 


74 


74 


Sarcina. 


Thermotoga. 


219846772 
sequence 


gi 


gi|219846759 


gi|219846735 


gi|219846733 


in DSM 2925 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi|219846732 


gi|219846731 


6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


gi|219846709 
3316113 33175 


Spirochaeta. 


gi|219846684 


6S ribosomal RNA, partial sequence 3349528 33510 
etaproteobacteria; Burkholderiales; Burkholderiaceae; 


gi|219846609 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogaceae; 


gi| 219846556 


219846555 


gi 


3531057 3532455 Sarcina maxima Bacteria; 


Burkholderiales; 


Desulfovibrionales; 


Eubacteriaceae; 


Eubacteriaceae; 


Acetobacterium. 


Microbacteriaceae; Pseudoclavibacter. 
ref|NR_026526.1| Bacillus vedderi 


ref|NR_026514.1| Brevibacillus 


ref|NR_026510.1| Halospirulina 


3007504 3008891 Halospirulina 


ref|NR_026470.1| Hymenobacter 

3065078 3066522 Hymenobacter 
Flexibacteraceae; 
Meiothermus cerbereus 


ref|NR_026421.1 


ref|NR_026408.1| Sulfurospirillum 
158497 3159929 Sulfurospirillum 


Campylobacteraceae; 


Ww 


ref |NR_026372.1| Helicobacter 


sequence 3211554 3212974 Helicobacter 
Campylobacterales; 


Helicobacteraceae; 


ref|NR_026367.1| Thermonema rossianum 
3217640 3219104 Thermonema rossianum Bacteria; 
Thermonema. 
ref|NR_026365.1| Janthinobacterium 


Janthinobacterium. 

ref|NR_026364.1| Janthinobacterium 
3222170 3223638 Janthinobacterium 

Oxalobacteraceae; 


ref |NR_026351.1| Desulfovibrio 
3241884 3243393 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_026327.1| Acetobacterium 
3278074 3279532 Acetobacterium 

Acetobacterium. 

ref|NR_026325.1| Acetobacterium 
3281102 3282570 Acetobacterium 


Eubacteriaceae; Acetobacterium. 


ref|NR_026324.1| Acetobacterium 
3282621 3284094 Acetobacterium 

Acetobacterium. 

ref |NR_026323.1| Acetobacterium woodii 

19 Acetobacterium woodii Bacteria; 


ref|NR_026301.1| Spirochaeta alkalica 
87 Spirochaeta alkalica Bacteria; 


ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 
Paucimonas. 
ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 
Clostridium 


ref|NR_026148.1 


train DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
Clostridiales; 


Clostridium. 
Sarcina maxima strain 
Firmicutes; 


Clostridiaceae; 
ref |NR_026147.1 


6 
s 


Firmicutes; 


6 
s 


Firmicutes; 


6 
s 


Firmicutes; 


6 


thermopalmarium s 


t 
6 


15048 Bacteria_16S 
train DSM 286 16 
Clost 
15048 Bacteria_16S 
train DSM 8721 1 
Bacil 
15048 Bacteria_16S 
train DSM 8720 1 
Bacil 
15048 Bacteria_16S 


hermopalmarium B 
15048 Bacteria_16S 


lales; 


6S ribosomal RNA, 
lales; 


acteria; 


3532929 3532987 16 


Clostridiales; 
3539189 3539227 36 


Bacillaceae; 
3540761 3540799 36 


Bacillaceae; 
3583324 3583382 16 


Firmicutes; 
3594144 3594202 16 


74 


S ribosomal RNA, partial sequence 


ridia; Clostridiaceae; 


74 


6S ribosomal RNA, partial sequence 3538695 35402 
Bacillus. 


74 


complete sequence 3540266 35417 
Bacillus. 


74 


train BVP 16S ribosomal RNA, partial s 
Clostridia; 


74 


gi|219846554 
3532506 35339 
Sarcina. 

219846550 


ref 


gi ref 


gi| 219846549 |ref 


219846520 
equence 
ridiales; 

219846512 


gi 


Clost 
gi 


15 Bacillus 


87 Bacillus 


cellobioparum str 
cellobioparum Bac 


615048 Bacteria_ 


hyovaginalis stra 
hyovaginalis Bact 


Actinomycetaceae; 
615048 Bacteria_ 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


615048 Bacteria_ 


strain 3015 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


615048 Bacteria_ 


strain MIT 95-170 
Proteob 


Bacteria; 
615048 Bacteria_ 


strain Inkinen 16 
E 


Proteobacteria; 
615048 Bacteria_ 


strain LRB 8581 1 
E 


Proteobacteria; 
615048 Bacteria_ 


anatipestifer str 
anatipestifer Bac 


615048 Bacteria_ 


halophilus strain 
halophilus Bacter 


Halothiobacillus. 


6 


Thermotogae; 


Proteobacteria; 
6 


Halothiobacillus. 


615048 Bacteria_16S 


strain ATCC 29543 
Bacteria; 
6 


Proteobacteria; E 


615048 Bacteria_16S 
acinonychis strai 
acinonychis Bacte 


Helicobacter. 
6 
strain ST1 16S ri 
Proteobacteria; E 


615048 Bacteria_16S 
strain CS1 16S ribosomal RNA, partial sequence 


15048 Bacteria_16S 
thermocisternum s 
thermocisternum B 
615048 Bacteria_16S 
strain SL1 16S ri 
Thermotogales; 
615048 Bacteria_16S 
strain Hh-2 16S r 
E 
15048 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


Proteob 
15048 Bacteria_16S 
strain 165 16S ri 


15048 Bacteria_16S 


teria; 
16S 


Firmicutes; Clostridia; 


3601913 3602006 33 125 gi 


Actinomyces. 

16S 3622662 3622755 30 122 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 


a 
16S 3624151 3624256 18 122 
ibosomal RNA, partial sequence 


gi 


16S 3634961 3634999 36 74 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
16S 3647147 3647185 36 74 gi 
S ribosomal RNA, partial sequence 
16S 


3697321 3697359 36 74 


gi 


16S 3703395 3703433 36 74 


gi 
teria; Bacteroidetes; Flavobacteria; 
16S 3718331 3718369 36 74 gi 
DSM 6132 16S ribosomal RNA, partial s 


3764498 3764588 36 125 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3778060 3778098 36 74 gi 
bosomal RNA, partial sequence 
Thermotogaceae; Thermotoga. 
3802075 3802113 36 74 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3815891 3815929 36 74 gi 
cteria; Proteobacteria; Gammaproteobac 
3817412 3817450 36 74 gi 
16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
3818935 3818973 36 74 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3820466 3820504 36 74 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


3821997 3822035 36 74 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3826576 3826614 36 74 gi 


gi 


ain DSM 1351 16S ribosomal RNA, partia 
Clostri 


in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


Mycobacteriaceae; Mycobacterium; Myc 


psilonproteobacteria; Campylobacterale 


ain ATCC 11845 16S ribosomal RNA, part 
F 


ia; Proteobacteria; Gammaproteobacteri 


rain R3 16S ribosomal RNA, partial seque 


1 


diales; 
219846505 

1 

, 


219846490 
pa 


ob 
219846489 


3623734 36252 
bacterin 


ne 
219846482 


ob 
219846473 


3646715 36481 
Helicob 


S; 
219846438 


6S ribosomal RNA, partial sequence 3696887 36983 
psilonproteobacteria; Campylobacterale 


S} 
219846434 
ia 


219846424 
equence 
a; 


219846388 
sequence 
ridiales; 
219846378 


3777587 37790 


219846361 


3801626 38030 
Helicob 


Ss; 
219846352 
nce 

teria; 
219846351 


ob 
219846350 


3818485 38199 
Helicob 


Ss; 
219846349 
rt 
eria; 


219846348 


3821543 38230 
Helicob 


S; 
219846345 


sequence 
cl 


sequence 
Actinomy 


rtial se 
Actinobac 
acterium avi 


36345 
acterale 


Helicob 
1 sequen 


lavobacter 


Chromat 


Chr 
38169 


acterale 


ial sequ 
Camp 


ceta 
ref 
quen 
teri 


ref 


eae; 
ref 


S; H 
ref 


acte 
ref 


acte 
ref 


iale 
ref 


iale 
ref 
Pept 
ref 
ref 


acte 
ref 


omat 
ref 


S; H 
ref 


acte 
ref 

ence 
ylob 


ref 


acte 
ref 


3601450 36029 
Actinomycineae; 


17 Mycobacterium 


29 3635951 Helic 


55 Helicobacter 


08 Helicobacter 


ce 3702915 37043 


3717841 371934 


3764125 376551 


95 Helicobacter 


3815400 38169 


54 3818434 Wolin 


57 Helicobacter 


20 Helicobacter 


NR_026146.1 


NR_026142.1 


NR_026141.1 


idiaceae; Cl 
NR_026097.1 
4 
les; 


NR_026082.1 
ce 362222 
dae; 
um complex ( 
NR_026081.1 


Mycobacteri 
NR_026074.1 
° 
elicobactera 
NR_026065.1 


raceae; Heli 
NR_026029.1 


raceae; Heli 
NR_026025.1 
0 
s; Flavobact 
NR_026015.1 


s; Halothiob 


NR_025979.1 


ococcaceae; 
NR_025969.1 


NR_025952.1 


raceae; Heli 
NR_025943.1 
0 
iales; Halot 
NR_025942.1 
e 
elicobactera 
NR_025941.1 


raceae; Heli 
NR_025940.1 

382000 
acterales; H 


NR_025939.1 


raceae; Heli 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Clostridium 
5 Clostridium 
Clostridium. 

Clostridium 
3 Clostridium 
ostridium. 

Actinomyces 
5 Actinomyces 


Mycobacterium avium 
1 3623683 Mycobacterium 


Actinomycetales; 


MAC). 
Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Helicobacter rodentium 
bacter rodentium 
ceae; Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Wolinella succinogenes 
lla succinogenes 

ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 
elicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


NR_025935.1 


3826129 3827602 Helicobacter felis Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


615048 Bacteria_16S 3834043 3834101 16 74 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

615048 Bacteria_16S 3852153 3852211 16 74 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

615048 Bacteria_16S 3868892 3868930 36 74 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
615048 Bacteria_16S 3870403 3870441 36 74 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

615048 Bacteria_16S 3904335 3904373 36 74 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

615048 Bacteria_16S 3973130 3973188 16 74 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

615048 Bacteria_16S 3984705 3984743 36 74 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

615048 Bacteria_16S 4006990 4007028 36 74 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

615048 Bacteria_16S 4082829 4082867 36 74 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

615048 Bacteria_16S 4096291 4096329 36 74 gi|219846155|ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

615048 Bacteria_16S 4097777 4097815 36 74 gi|219846154|ref|NR_025744.1]| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
615048 Bacteria_16S 4099233 4099271 36 74 gi|219846153|ref|NR_025743.1| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

615048 Bacteria_16S 4105265 4105303 36 74 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

615048 Bacteria_16S 4189508 4189570 12 74 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

615048 Bacteria_16S 4209086 4209124 36 74 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

615048 Bacteria_16S 4236412 4236450 36 74 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

615048 Bacteria_16S 42749 42834 41 125 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

615048 Bacteria_16S 85035 85120 41 125 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 


Actinomycetales; 


615048 Bacteria_ 


epidermidis stra 
Bacteria; Actino 
Brevibacterium. 


615048 Bacteria_ 


strain 2502 16S 
Actinobacteria; 


615048 Bacteria_ 


aichiense strain 
Bacteria; Actino 
Mycobacterium. 

6 


15048 Bacteria_ 


Streptosporangineae; Nocardiopsaceae; 

16S 162754 162859 18 122 gi 
in P159 16S ribosomal RNA, partial sequ 
bacteria; Actinobacteridae; Actinomycet 


16S 225576 225681 18 122 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 227083 227188 18 122 gi 
49005 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


b 


225125 22658 


Nocardiops 
265678954 
ence 16233 
ales; Micr 


265678912 


nebacterin 
265678911 
nce 22663 
ales; Cory 


16S 248732 248793 13 74 


gi 


is. 
ref |NR_029262.1 
4 163815 Brevib 
ococcineae; Brev 


ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacteri 
ref|NR_029219.1 
2 228087 Mycoba 
nebacterineae; M 


265678896 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


ref|NR_029204.1 


Microvirgula 


aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 


aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 


6 


15048 Bacteria_16S 


266647 266704 17 


74 


strain OXB 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae 


6 


XILO1 16S ribosomal RNA, 


6 


D 
6 


15048 Bacteria_16S 


15048 Bacteria_16S 


einococcus-Thermus; 
15048 Bacteria_16S 


Deinococci; 


377173 377258 41 


529192 529225 41 


533696 533753 17 


complete sequence 


125 


gi 


266185 26767 


gi 


265678882 


265678803 


ref 
2 Oxalobacter formigenes Bacteria; 


ref 


376697 378215 Agromyces 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


74 


strain Wt/la 16S ribosomal RNA, partial sequence 
Deinococcales; 


74 


strain K11 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


6 
s 


6 
Vv 
Vv 
6 
s 


6 
N 
G 
6 
s 


6 
s 
P 
6 
s 
P 
6 
s 
P 
6 
s 
P 
6 
s 
F 
6 
a 
a 
G 
6 
s 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 
train CCUG 42773 


15048 Bacteria_16S 
7 16S ribosomal 
ammaproteobacteria; 
15048 Bacteria_16S 


15048 Bacteria_16S 


roteobacteria; 
15048 Bacteria_16S 
train NCTC 10617 
roteobacteria; 
15048 Bacteria_16S 


roteobacteria; 
15048 Bacteria_16S 


roteobacteria; 
15048 Bacteria_16S 
train AIP313.00 
irmicutes; 
15048 Bacteria_16S 


luconacetobacter. 
15048 Bacteria_16S 
train WSU 86/104 


4 16S ribosomal RNA, 


564322 564379 17 
576327 576384 17 
Proteobacteria; 


595891 595932 33 


659589 659694 18 


RNA, partial sequence 
Pseudomonadales; 


674766 674807 33 


680887 680944 17 


682292 682349 17 


758766 758823 17 


760318 760375 17 


804793 804850 17 


74 


train LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ref 
al sequence 575863 577354 
Burkholde 
ref 
595455 596820 Actino 


74 


74 


122 


659171 660617 Morax 


Moraxellaceae; Moraxella. 


74 


train W16 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


74 


train NA 1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 


74 


74 


train Al 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; 


74 


train V33 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; 


74 


NR_029188.1 


; Oxalobacte 
NR_029108.1 
ulmi Bacter 
Agromyces. 


Oxalobacter formigenes 


ae 
Agromyces ulmi strain 
ia; Actinobacteria; 


gi|265678699|ref|NR_029004.1| Deinococcus indicus 
528726 530192 Deinococcus indicus Bacteria; 
Deinococcaceae; Deinococcus. 
gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
533233 534757 Ottowia thiooxydans Bacteria; 
Ottowia. 
gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 


563902 56532 


gi 


alerianellae strain CFBP 4730 16S ribosomal RNA, parti 


alerianellae Bacteria; Betaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
ref 
ella 


gi 


gi 


674316 67581 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 


265678668 


265678655 


265678609 


265678599 


Mi 


Ac 


ref 
0 Dermatophilus 


crobacteriac 
NR_028973.1 


riales; Comal 
NR_028960.1 


tinomycetace 
NR_028914.1 


canis Bacte 


NR_028904.1 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Acidovorax 
Acidovorax 
monadaceae; Acidovorax. 
Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Moraxella canis strain 
ria; Proteobacteria; 


Dermatophilus chelonae 
chelonae Bacteria; 


Dermatophilaceae; Dermatophilus. 
gi|265678595|ref|NR_028900.1| Neisseria animalis 
680477 681831 Neisseria animalis Bacteria; 

eriaceae; Neisseria. 
gi|265678594|ref|NR_028899.1| Neisseria lactamica 
681882 683236 Neisseria lactamica Bacteria; 
eriaceae; Neisseria. 
gi|265678540|ref|NR_028844.1| Alysiella filiformis 
758305 759815 Alysiella filiformis Bacteria; 
Neisseriaceae; Alysiella. 
gi|265678539|ref|NR_028843.1| Neisseria dentiae 
759866 761206 Neisseria dentiae Bacteria; 
Neisseriaceae; Neisseria. 
gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 


16S ribosomal RNA, partial sequence 804384 80579 
Clostridia; 


Clostridiales; Veillonellaceae; 


871711 871820 17 


973123 973164 33 


125 


74 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


6 


g 
g 
6 


s 
P 
6 
s 
P 
6 
s 


B 
6 
Vv 
Vv 
Vv. 
6 


s 


15048 Bacteria_16S 
eysericola strai 
eysericola Bacte 
15048 Bacteria_16S 
train SB2B 16S r 
roteobacteria; 
15048 Bacteria_16S 
train Ne 11 16S 
roteobacteria; 

15048 Bacteria_16S 
train IC166 16S 


977585 977650 40 


1011364 1011397 41 


1015828 1015933 18 


1028103 1028136 41 


105 


74 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


122 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
ref 
54 Cellulophaga algicola Bacteria; 


74 


ribosomal RNA, partial sequence 


gi 


zotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
zotocaptans Bacteria; Proteobacteria; Alphaproteobacte 


gi 


complete sequence 


gi 


n GC-42 16S ribosomal RNA, partial sequence 
ria; Chloroflexi; Herpetosiphonales; H 


gi 


1010904 10123 
hewanellaceae; 
ref 
38 Moraxella catarrhalis Bacteria; 


Ss 
gi 


1015393 10168 


gi 


1027642 10290 


265678464 
sequence 
ria; 
265678395 
265678392 
265678370 


265678367 


265678359 


1 Anaeroglobus 
Anaeroglobus. 
ref 
871314 872760 
Rhodospir 


ref 
972617 974173 Waddli 


ref 
977181 978580 
erpetosiphonac 
ref 
50 Shewanella amazonensis Bacteria; 


NR_028767.1 
illales; Ace 


NR_028697.1 


NR_028694.1 


eae; Herpeto 
NR_028672.1 


Shewanella. 
NR_028669.1 


Moraxella. 
NR_028661.1 


geminatus Bacteria; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Herpetosiphon 
Herpetosiphon 


siphon. 
Shewanella amazonensis 


Moraxella catarrhalis 


Cellulophaga algicola 


acteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

15048 Bacteria_16S 1072131 1072164 41 74 gi|265678329|ref|NR_028631.1| Vitellibacter 

ladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 

ladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

itellibacter. 

15048 Bacteria_16S 1130900 1130985 41 125 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 

train ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

15048 Bacteria_16S 1132407 1132512 18 122 gi|253680768|ref|NR_028016.1| Brevibacterium 


6 


sanguinis strain CF63 16S ribosomal RNA, partial sequence 


1131955 1133449 Brevibacterium sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 

615048 Bacteria_16S 
moniliformis DSM 
DSM 12112 Bacteria; Fusobacteria; 
615048 Bacteria_16S 1159637 1159718 35 
acetoxidans DSM 771 16S 
DSM 771 Bacteria; 
615048 Bacteria_16S 


1156602 1156659 17 


Firmicutes; 
1162685 1162718 41 


DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiot 
Thermaceae; 


Deinococcus-Thermus; 
615048 Bacteria_16S 


Deinococci; 
1199031 1199088 18 


Clostridia; 


Thermales; 


74 


115 


74 


74 


DSM 18053 16S ribosomal RNA, partial sequence 


Bacteria; Bacteroidetes; 


615048 Bacteria_16S 1247414 1247455 33 
h 

h 
615048 Bacteria_16S 1259332 1259365 41 
radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; 
615048 Bacteria_16S 1298355 1298460 18 


strain NCIMB 703055 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


615048 Bacteria_16S 1366877 1366918 33 
strain E58 16S ribosomal RNA, 


615048 Bacteria_16S 1379102 1379143 33 


HEL-45 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


615048 Bacteria_16S 1424216 1424257 33 


Sphingobacteria; 


74 


74 


Deinococci; 


122 


74 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


74 


74 


strain B4P 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 


615048 Bacteria_16S 1438159 1438200 33 


74 


strain S2 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 


615048 Bacteria_16S 
subsp. 


1507635 1507691 18 


Neisseria. 


615048 Bacteria_16S 1550088 1550145 17 


74 


elongata strain ATCC 25295 16S ribosomal RNA, 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobact 


74 


strain B6 16S ribosomal RNA, partial sequence 


615048 Bacteria_16S 1603214 1603319 18 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


picturae Bacteria; 
Brevibacterium. 
615048 Bacteria_16S 
strain SNG49 16S 


1639438 1639523 41 


615048 Bacteria_16S 1680656 1680689 41 


mediatlanticus strain TR 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


mediatlanticus Bacteria; 
615048 Bacteria_16S 1682208 1682301 33 
strain R5292 16S 


615048 Bacteria_16S 
strain DSM 44494 


1740207 1740292 41 


615048 Bacteria_16S 
metallicus strain 


1743296 1743381 41 


Nocardiopsis. 


615048 Bacteria_16S 1829785 1829842 17 


limicola strain GolChil 16S ribosomal RNA, 


limicola Bacteria; 


615048 Bacteria_16S 1852640 1852725 41 


cellulosilytica strain TB100 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 


Thermobifida. 
1876976 1877061 41 


Nocardiopsaceae; 
615048 Bacteria_16S 


122 


125 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


74 


125 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


125 


125 


74 


complete sequence 
Proteobacteria; Betaproteobacteria; 


125 


125 


gi 


12112 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


gi 


ribosomal RNA, partial sequence 
Clostridiales; 


gi 


gi 


1198618 12000 
Sphingobacteriales; 


gi 


artmannellae strain AlHsp 16S ribosomal RNA, partial sequence 
artmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiace 


gi 


19172 16S ribosomal RNA, partial sequence 12588 
Deinococcales; D 


gi 


gi 


1366379 13679 


gi 


1378686 1380064 Ocean 


gi 


1423741 14252 
Rhodocyclaceae 


gi. 


1437684 14391 
Rhodocyclaceae 


gi 


gi 


1549646 15510 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 


gi 


gi 


1638983 16404 
Streptosporang 


gi 


Deinococci; 


gi 


1681727 16832 


gi 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


R2A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


Fusobacteriace 


complete seq 


228721492 
11561 


228721485 

T1591 
Peptococ 
228720981 


Meiotherm 
228715480 


Fle 


219857449 


219846811 


219846893 


12979 


228718799 


228717469 


224581442 


224581429 


219846303 


219857244 


219878475 


219878450 
219878421 
Thermal 


219878420 


219878380 


Streptosporangineae; 


219878378 
17428 


219878316 
Rhodocycla 


219878299 
sequence 


Streptosporangineae 


Actinomycetales; 


ref|NR_027615.1| Streptobacillus 
511157635 Streptobacillus moniliformis 
ae; Streptobacillus. 
ref|NR_027608.1| Desulfotomaculum 
66 1160688 Desulfotomaculum acetoxidans 
caceae; Desulfotomaculum. 
ref|NR_027600.1| Meiothermus silvanus 
hermus silvanus DSM 9946 Bacteria; 
us. 
ref|NR_027533.1| Dyadobacter fermentans 
10 Dyadobacter fermentans DSM 18053 
xibacteraceae; Dyadobacter. 
ref|NR_025037.1| Neochlamydia 

1246931 1248459 Neochlamydia 
ae; Neochlamydia. 
ref|NR_026403.1| Deinococcus 
78 1260346 Deinococcus radiopugnans ATCC 
einococcaceae; Deinococcus. 
ref|NR_026485.1| Brevibacterium avium 
19 1299312 Brevibacterium avium Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_027576.1| Chlamydophila pecorum 
26 Chlamydophila pecorum E58 Bacteria; 


ref|NR_027563.1| Oceanibulbus indolifex 
ibulbus indolifex HEL-45 Bacteria; 
aceae; Oceanibulbus. 

ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 

; Thauera. 
ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 


; Thauera. 
ref|NR_025893.1| Neisseria elongata 
uence 1507158 1508633 Neisseria 


eria; Neisseriales; Neisseriaceae; 


ref|NR_024874.1 
61 Aquabacterium 


Aquabacterium parvum 
parvum Bacteria; 


ref|NR_025614.1| Brevibacterium 
1602772 1604264 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 


ref|NR_025589.1| Nocardiopsis aegyptia 
69 Nocardiopsis aegyptia Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
NR_025560.1| Vulcanithermus 
1680196 1681676 Vulcanithermus 
Thermaceae; Vulcanithermus. 
ref|NR_025559.1| Actinomyces oricola 
34 Actinomyces oricola Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_025519.1| Nocardiopsis halophila 
36 Nocardiopsis halophila Bacteria; 
Nocardiopsaceae; Nocardiopsis. 
ref|NR_025517.1| Nocardiopsis 
31 1744318 Nocardiopsis metallicus 

; Nocardiopsaceae; 


ref|NR_025455.1| Propionivibrio 
1829317 1830847 Propionivibrio 
les; Rhodocyclaceae; Propionivibrio. 
ref |NR_025438.1| Thermobifida 
1852181 1853675 Thermobifida 
Streptosporangineae; 


219878283 


halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Nocardiopsis. 


ref|NR_025422.1| Nocardiopsis 
1876505 1878009 Nocardiopsis 
Streptosporangineae; 


615048 Bacteria_16S 1922546 1922603 17 74 gi| 219878246 |ref|NR_025385.1 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 192356 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
Ralstonia. 

615048 Bacteria_16S 1937788 1937893 18 122 gi|219878236|ref|NR_025375.1 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 193875 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Brevibacteriaceae; Brevibacterium. 

615048 Bacteria_16S 2062931 2062964 41 74 gi| 219878148 |ref|NR_025287.1 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
615048 Bacteria_16S 2064453 2064486 41 74 gi| 219878147 |ref|NR_025286.1 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
615048 Bacteria_16S 2069051 2069092 33 74 gi|219878144|ref|NR_025283.1 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 20700 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
615048 Bacteria_16S 2105726 2105759 41 74 gi|219878116|ref|NR_025255.1 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 210665 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphacea 
615048 Bacteria_16S 2122402 2122459 17 74 gi| 219857653 |ref|NR_025242.1 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 21233 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
615048 Bacteria_16S 2146521 2146626 18 122 gi| 219857637 |ref|NR_025226.1 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 21475 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
615048 Bacteria_16S 2160066 2160122 17 74 gi|219857628|ref|NR_025217.1 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 216110 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Swaminathania. 

615048 Bacteria_16S 2228344 2228429 41 125 gi|219857580|ref|NR_025168.1 


strain YIM 21741 


16S ribosomal RNA, partial sequence 2227890 22293 


e: 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Brevibacterium 
9 Brevibacterium 


cineae; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Ralstonia insidiosa 


’ 


93 Ralstonia insidiosa Bacteria; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 

Swaminathania 
2 Swaminathania 
tobacteraceae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; 
Nocardiopsis composta 


Agromyces. 


composta Bacteria; 


saceae; Nocardiopsis. 
Clostridium 
uence 2325260 2326777 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
615048 Bacteria_16S 2252692 2252777 41 125 gi|219857564|ref|NR_025152.1 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
615048 Bacteria_16S 2325716 2325773 17 74 gi|219857512|ref|NR_025100.1 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial seq 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
615048 Bacteria_16S 2333256 2333341 41 125 gi| 219857507 |ref|NR_025095.1 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 233429 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Nocardiopsaceae; Nocardiopsis. 
615048 Bacteria_16S 2401380 2401465 41 125 gi| 219857459 |ref|NR_025047.1 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 240237 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 
615048 Bacteria_16S 2410590 2410647 17 74 gi|219857453|ref|NR_025041.1 


strain SPS-1037 1 
Proteobacteria; B 


615048 Bacteria_16S 


strain 3CB-1 16S 


etaproteobacteria; Burkholderiales; Te 
2498291 2498332 33 74 gi 
ribosomal RNA, partial sequence 


pi 


6S ribosomal RNA, partial sequence 2410156 24116 


dimonas. 


219857384 
2497830 24993 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
615048 Bacteria_16S 2510541 2510626 41 125 gi|219857370|ref|NR_024958.1 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocard 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

615048 Bacteria_16S 2533248 2533325 22 99 gi| 219857355 |ref|NR_024943.1 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Pered 
615048 Bacteria_16S 2572332 2572373 33 74 gi| 219857286 |ref|NR_024917.1 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 257337 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiacea 
615048 Bacteria_16S 2593939 2594044 18 122 gi|219857272|ref|NR_024903.1 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
615048 Bacteria_16S 2618624 2618681 17 74 gi|219857253|ref|NR_024884.1 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 
615048 Bacteria_16S 2650676 2650733 17 74 gi|219857224|ref|NR_024852.1 


6a3 16S ribosomal 


RNA, partial sequence 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 


ref |NR_024972.1 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Peredibacter starrii 


starrii Bacteria; 


ibacter. 

Clostridium 
7 Clostridium 
e; Clostridium. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Dechloromonas agitata 
agitata Bacteria; 


Azospira oryzae strain 


2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 


strain IFM 10088 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
615048 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


strain IFO 16238 


accharophila str 
accharophila Bac 


Bann an 


arianensis strai 
marianensis Bacte 
Thermaerobacter. 

6 
aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


615048 Bacteria_16S 
YU655-43 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


615048 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
seudomonas. 


P 
6 
c 
citronellolis Bac 
Pseudomonas. 

6 
pneumoniae strain 
pneumoniae Bacter 


strain 10.268-1 1 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 

6 
strain AX39 16S r 
Proteobacteria; B 


mechernichensis s 
mechernichensis B 


615048 Bacteria_16S 


propionica strain 
Bacteria; Proteob 
6 
DSM 11303 16S rib 
Deinococcus-Therm 
6 
adiophilus strai 
adiophilus Bacte 


adiodurans strai 
adiodurans Bacte 


roteolyticus str 
roteolyticus Bac 


NTT AHH AHH 


strain DSM 3963 1 
Deinococcus-Therm 


615048 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 
n YU438-5 16S ribosomal RNA, partial s 


15048 Bacteria_16S 
itronellolis strain DSM 50332 16S ribosomal RNA, parti 
Gammaproteobact 


15048 Bacteria_16S 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


2688137 2688230 33 125 gi 


219857197 


16S ribosomal RNA, partial sequence 2687699 26891 


2710604 2710637 41 74 


gi 
avobacteria; Flavobacteriales; 


2838434 2838519 41 125 gi 


2849216 2849273 17 74 


gi 
teria; Proteobacteria; 


2904600 2904708 18 125 gi 


ria; Firmicutes; Clostridia; 


2941004 2941057 18 71 


gi 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 


2942520 2942573 18 71 


gi 


e; Virgisporangium. 
2971308 2971413 18 122 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; 


2972823 2972928 18 122 


gi 


teria; Proteobacteria; 


2982013 2982054 33 74 


gi 


2985074 2985167 33 125 gi 


3054989 3055046 17 74 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


3059557 3059598 33 74 
ibosomal RNA, partial sequence 


gi 


3061098 3061139 33 74 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3080511 3080592 35 115 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3146571 3146604 41 74 gi 
osomal RNA, partial sequence 
us; Deinococci; Deinococcales; Deinoco 
3166445 3166478 41 74 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 

3167962 3167995 41 74 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 

3169478 3169511 41 74 gi 
ain DSM 20540 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; 
3170995 3171028 41 


74 gi 
Deinococci; Deinococcales; Deinoco 

3233196 3233237 33 74 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 


us; 


6 


15048 Bacteria_16S 


3255827 3255912 41 125 gi 


Flavoba 


n 7p75a 16S ribosomal RNA, partial seq 
Clostridi 


Gammaproteobacte 


Deinococci; 


ne 
219857181 


6S ribosomal RNA, partial sequence 2710175 27115 
eriaceae 


ct 
219856898 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
15048 Bacteria_16S 
ain DSM 654 16S ribosomal RNA, partial 
Betaproteobacte 


oc 
219856891 
sequence 
ria; 
219856853 
uence 
ales; Clos 
219856829 
equence 

Actinomyc 


219856828 
quence 
inomycet 


219846942 
sequence 
ria; 


219846941 
al sequenc 
eria; Pseu 


219846935 
uence 

aceae; Chl 
219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
615048 Bacteria_16S 


nebacterin 
219846885 
1 sequence 
eria; Rhod 


219846882 


3059104 30605 
etaproteobacteria; Rhodocyclales; Rhod 
615048 Bacteria_16S 


ocyclaceae 
219846881 
equence 

teria; Rho 
219846868 
ce 30800 
ellales; D 
219846824 


3146120 31475 


ccaceae; D 
219846810 
sequence 
Deinococca 
219846809 
sequence 
Deinococca 
219846808 
al sequenc 
; Deinococ 
219846807 


6S ribosomal RNA, partial sequence 3170548 31720 


ccaceae; D 
219846765 
quence 

hlamydiace 


bacterin 


Burkh 


Pseud 


ref |NR_024825.1 
eae; Nocardiacea 
ref|NR_024809.1 
47 Cellulophaga 
; Cellulophaga. 
ref|NR_024717.1 


3; Microbacteriac 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref |NR_024672.1 

2904128 290561 
tridiales Family 


ref|NR_024648.1 
2940579 294204 
etales; Micromon 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


, 


ref|NR_026534.1 
2970861 297232 
omonadales; Pseu 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026525.1 


eae; Nocardiacea 
ref|NR_026477.1 

3054533 305602 
ocyclales; Rhodo 


ref |NR_026474.1 


; Thauera. 
ref|NR_026473.1 
3060645 306213 
docyclales; Rhod 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026416.1 
eino 
ref 


coccus. 
NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
les; Deinococcac 
ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026399.1 


Ww 


les; 
ref 


w 


einococcus. 

ref |NR_026357.1 
3232707 323424 

ae; Parachlamydi 


219846750 


lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 


lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Nocardiopsis. 


Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Cellulophaga pacifica 


pacifica Bacteria; 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 
occineae; 


eae; Agromyces. 
Pelomonas 

6 Pelomonas 

monadaceae; Pelomonas. 
Thermaerobacter 

5 Thermaerobacter 
XVII. Incertae Sedis; 


Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Chlamydophila 
5 Chlamydophila 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 

ocyclaceae; Thauera. 
Desulfurella 

urella propionica 
Desulfurella. 
Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Parachlamydia 
7 Parachlamydia 
a. 


ref|NR_026342.1 
3255372 325683 
Streptos 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


strain DSM 40297 


615048 Bacteria_16S 


3257340 3257425 41 


125 


gi 


219846749 


16S ribosomal RNA, partial sequence 3256883 32583 


Actinobacteria; Actinobacteridae; Actinomycetales; 


strain DSM 43377 


615048 Bacteria_16S 


3258852 3258937 41 


125 


Stre 
gi 


pt 
219846748 


16S ribosomal RNA, partial sequence 3258396 32598 


Actinobacteria; Actinobacteridae; Actinomycetales; 


dassonvillei subs 
Actinomycetales; 


strain Feox-1 16S 
Proteobacteria; B 
6 
strain DSM 8239 1 
Firmicutes; Clost 


fimetarium strain 
fimetarium Bacter 


hydrogenotrophica 
hydrogenotrophica 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


a 


roseum strain DSM 
acteria; Actinob 
actylosporangium 


atsuzakiense str 
atsuzakiense Bac 
icromonosporacea 


NEB BOOUW 


fulvum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
15048 Bacteria_16S 


6 
thailandense DSM 
Bacteria; Actinob 
Dactylosporangium 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 
6 
chliarophilus str 
chliarophilus Bac 


strain DSM 2062 1 


strain ATCC 51856 


6 
strain DSM 20425 


6 
lacticum strain D 
lacticum Bacteria 
Microbacterium. 

6 
strain DSM 6984 1 
Proteobacteria; B 
6 
strain Anox B 16S 
Proteobacteria; B 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


teria; 
615048 Bacteria_16S 
615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


15048 Bacteria_16S 


15048 Bacteria_16S 


3260362 3260447 41 
p- 


125 


Stre 
gi 


albirubida strain DSM 40465 16S rib 
Nocardiopsis dassonvillei subsp. 


pt 
219846747 
Os 


osporang 


osporang 


omal RNA, 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
partial sequen 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; Nocardiopsaceae; 


3269339 3269396 17 
ribosomal RNA, 


3275495 3275580 41 


74 


complete sequence 
etaproteobacteria; Burkholderiales; Le 


125 


gi 


Nocardiops 
219846741 


3268876 32703 


gi 


ptothrix. 
219846737 


6S ribosomal RNA, partial sequence 3275046 32765 


ridia; Clostridiales; 
3277014 3277099 41 


125 


Eubacteriaceae; 


gi 


DSM 8238 16S ribosomal RNA, partial s 


Firmicutes; 
3298344 3298385 33 


ia; 


Clostridia; 


74 


Clostridia 


gi 


strain S5a36 16S ribosomal RNA, parti 


Bacteria; Firmicutes; 
3324161 3324214 18 


Clostridia; 
71 


Clo 
gi 


SM 43823 16S ribosomal RNA, partial se 


’ 


3325688 3325741 18 


71 


Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 


gi 


43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3327209 3327262 18 


on 


gi 


ain DSM 43810 16S ribosomal RNA, parti 


3328728 3328781 18 


vg 


teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 


gi 


43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3342341 3342394 18 


71 


gi 


43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3363958 3364031 42 


114 


gi 


SM 4136 16S ribosomal RNA, partial seq 


, 


3389661 3389694 41 


74 


Verrucomicrobia; Verrucomicrobiae; V 


gi 


ain ATCC 700543 16S ribosomal RNA, par 


3394104 3394209 18 


Deinococcus-Thermus; 


122 


Deinococci; 


gi 


Acetobacte 
219846736 
equence 

les; Eubac 
219846722 
al sequenc 
stridiales 
219846702 
quence 

tinomyceta 


219846701 
ence 33252 
ales; Micr 


219846700 
al sequenc 
e; 


219846699 
ence 33282 
ales; Micr 


219846689 
nce 33419 
ales; Micr 


219846674 
uence 
errucomicr 


219846652 
tial seque 
; Thermale 
219846649 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3498154 3498195 33 


74 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


3502530 3502635 18 


122 


gi 


oc 
219846577 
34976 
nomycineae 
219846574 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3511667 3511775 18 


v 


3522396 3522437 33 


125 


74 


gi 


gi 


ococcineae 
219846568 
quence 
tinomyceta 


219846561 


6S ribosomal RNA, partial sequence 3521933 35234 


3589561 3589618 17 


74 


ribosomal RNA, partial sequence 


6 


15048 Bacteria_16S 


3597227 3597268 33 


etaproteobacteria; Burkholderiales; 


74 


etaproteobacteria; Rhodocyclales; Rhod 


gi 


ocyclaceae 
219846516 


3589120 35906 


Id 
gi 


eonella. 
219846509 


Actinomycet 


is. 


ref |NR_026333.1 


ref |NR_026329.1 
rium. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref|NR_026314.1 
e 3297885 329934 
; Blautia. 
ref |NR_026294.1 
3323723 332519 
les; Micromonosp 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ref |NR_026292.1 
e 3326771 332823 
ales; Micro 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


NR_026266.1 
3363492 336498 
obiales; Verruco 


NR_026244.1 

338924 
hermaceae; M 
NR_026241.1 


nce 
Si "L 
ref 


; Brevibacteriac 
ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026166.1 
; Brevibacteriac 
ref|NR_026160.1 

3511236 351270 
les; Micrococcin 


ref|NR_026153.1 


rages! 
ref 


auera. 
NR_026108.1 


ref 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 

Blautia 
2 Blautia 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Meiothermus 
4 3390664 Meiothermus 
eiothermus. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 
occineae; 


eae; Brevibacterium. 
Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Microbacterium 

9 Microbacterium 

eae; Microbacteriaceae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium 


NR_026101.1 


lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 


acteria; 


NWI NDWADWMAWMHAW 


615048 Bacteria_16S 
strain NCTC 83785 16S ribosomal RNA, 
acteria; Proteobacteria; Betaproteobacteria; Neisseria 
15048 Bacteria_16S 
ilamentus strain 215 16S ribosomal RNA, partial sequen 
Bacteroidetes; Flavobacteriale 
15048 Bacteria_16S 
usiformis strain FC4 16S ribosomal RNA, partial sequen 
acteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
15048 Bacteria_16S 
ebontii strain FC3 16S ribosomal RNA, partial 
acteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
15048 Bacteria_16S 
anneervenii stra 
acteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
15048 Bacteria_16S 
dejongeii strain 


3627260 3627317 17 74 gi 


complete sequence 


3680842 3680875 41 74 


gi 
Flavobacteria; 


3704828 3704901 42 114 


gi 


3706347 3706420 42 114 


gi 
sequence 


3707865 3707938 42 114 gi 
in FC2 16S ribosomal RNA, partial sequ 


3709384 3709457 42 114 gi 
FCl 16S ribosomal RNA, partial sequenc 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 


6 


roteobacteria; 


acteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


15048 Bacteria_16S 
strain R001 16S ribosomal RNA, partial sequence 


P 

615048 Bacteria_16S 
palmitatis strain 
B 
6 


15048 Bacteria_16S 
strain SS-1 16S r 


615048 Bacteria_16S 
strain Td-21 16S 


615048 Bacteria_16S 
strain HAR-13 16S 


3770421 3770478 17 74 


gi 
Betaproteobacteria; Burkholderiales; Bu 
3773418 3773457 35 74 gi 
SDBY1 16S ribosomal RNA, partial sequ 


Proteobacteria; Deltaproteobacteria; Desulfur 


3853708 3853765 17 74 
ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Le 
3855226 3855283 17 74 gi 
ribosomal RNA, partial sequence 


gi 


3875045 3875102 17 74 


gi 
Betaproteobacteria; Neisseriales; Neiss 
3895233 3895274 33 74 gi 
ribosomal RNA, complete sequence 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


strain ATH 2.2. 
Proteobacteria; 
6 


615048 Bacteria_16S 


15048 Bacteria_16S 


3961272 3961329 17 74 


gi 
1 
Betaproteobacteria; Burkholderiales; Ru 


3971630 3971687 17 74 gi 


denitrificans strain AS-P1 16S ribosomal RNA, partial s 


denitrificans Bacteria; 
15048 Bacteria_16S 
strain KMM 6050 1 


6 


Bacteroidetes; 


Flavobacteria; 


6 


Actinobacteria; 


Proteobacteria; 


Bacteria; 
6 


615048 Bacteria_16S 
KMM 6031 16S ribo 


15048 Bacteria_16S 
strain 20-5 16S r 


615048 Bacteria_16S 
strain ATCC 15466 


615048 Bacteria_16S 
vulcanalis strain 


Proteobacteria; 
3986186 3986219 41 


Betaproteobacte 
74 gi 
Fl Flavoba 
gi 


avobacteria; Flavobacteriales; 
3990633 3990666 41 74 


Pib 
gi 


Flavobacteriales; Flavobacteriaceae; 
4023670 4023755 41 125 
ibosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
4037420 4037477 17 74 gi 
16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Th 
4048022 4048067 26 71 gi 
CsHg2 16S ribosomal RNA, partial sequ 


Firmicutes; Bacillales; Alicyclobacillaceae; 
15048 Bacteria_16S 


4061421 4061506 41 125 gi 


3769978 37714 


3853246 38547 


3854781 38562 
Betaproteobacteria; Rhodocyclales; Rhod 
615048 Bacteria_16S 
strain CDC 8142 1 


6S ribosomal RNA, partial sequence 3874615 38761 
3894733 38962 


16S ribosomal RNA, partial sequence 3960828 39622 


6S ribosomal RNA, partial sequence 3985718 39871 


somal RNA, partial sequence 3990163 3991609 Pibocella 


4023267 40246 


219846487 
36267 
les; Neisseria 
219846450|ref 
ce 36803 
s; Flavobacter 
219846433 |ref 
ce 37043 
robiales; 

219846432 
37058 
robiales; 

219846431 
ence 37073 
robiales; 

219846430 
e 37089 
robiales; 

219846384 


ref 


Verr 
ref 


Verr 
ref 


Verr 
ref 


Verr 
ref 


rkholderiaceae 
219846382 |ref 
ence 37729 
omonadales; De 
219846326 |ref 


ptothrix. 


219846325|ref 


219846251|ref 
brivivax. 
219846244 
equence 

ria; Burkholde 
219846234|ref 


ref 


cteriaceae; Gr 
219846231|ref 


ocella. 


219846207 |ref 


80 3628323 Neisse 
74 3681813 Polari 
51 3705819 Prosth 
70 3707337 Prosth 
88 3708856 Prosth 

c 


07 3710374 Prosth 


41 3774411 Desul 


3971185 397263 


NR_026079.1 


ceae; Neisse 
NR_026041.1 


iaceae; Pola 
NR_026024.1 


ucomicrobiac 
NR_026023.1 


ucomicrobiac 
NR_026022.1 


ucomicrobia 
NR_026021.1 


ucomicrobiac 
NR_025975.1 


; Ralstonia. 
NR_025973.1 
= 
sulfuromonad 
NR_025916.1 


NR_025915.1 


NR_025841.1 


NR_025834.1 


riales; 
NR_025824.1 


amella. 
NR_025821.1 


ponti Bacte 


NR_025797.1 


ria; 


Neisseria gonorrhoeae 


ria gonorrhoeae 
ria. 


Polaribacter 


bacter filamentus 
ribacter. 


Prosthecobacter 


ecobacter fusiformis 
eae; 


Prosthecobacter. 
Prosthecobacter 


ecobacter debontii 
eae; 


Prosthecobacter. 
Prosthecobacter 


ecobacter vanneervenii 
eae; 


Prosthecobacter. 
Prosthecobacter 


ecobacter dejongeii 
eae; 


Prosthecobacter. 
Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Desulfuromonas 


uromonas palmitatis 
aceae; 


Desulfuromonas. 
Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


ocyclaceae; Azoarcus. 
219846312|ref|NR_025902.1| Neisseria weaveri 
01 Neisseria weaveri Bacteria; 
eriaceae; Neisseria. 
219846298|ref|NR_025888.1| Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Brachymonas 


6 Brachymonas 
Comamonadaceae; 


Brachymonas. 
Gramella echinicola 


55 Gramella echinicola Bacteria; 


Pibocella ponti strain 
Bacteroidetes; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


ococcineae; Microbacteriaceae; Agromyces. 

219846198|ref|NR_025788.1| Thiomonas intermedia 
4037001 4038390 Thiomonas intermedia Bacteria; 

iomonas. 

219846188|ref|NR_025778.1| Alicyclobacillus 

ence 4047566 4049023 Alicyclobacillus vulcanalis 

Alicyclobacillus. 

219846178|ref|NR_025768.1| Nocardiopsis salina 


strain YIM 90010 


615048 Bacteria_16S 
strain CLN-1 16S 


4081245 4081302 17 


16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 


74 


ribosomal RNA, partial sequence 


624 


gi| 219846165 
4080799 40822 


Streptosporangineae; 


36 Nocardiopsis salina Bacteria; 
Nocardiopsaceae; Nocardiopsis. 
ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 


Proteobacteria; 


Bacteroidetes; 


615048 Bacteria_16S 
strain KMM 3949 1 


615048 Bacteria_16S 


Betaproteobacteria; Burkholderiales; Te 
4088898 4088931 41 74 gi 
Fl Flavoba 

gi 


avobacteria; Flavobacteriales; 
4091885 4091918 41 74 


sedimenticola strain KMM 3903 16S ribosomal RNA, partia 


sedimenticola Bacteria; 
615048 Bacteria_16S 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 


Bacteroidetes; Flavobacteria; F 


6S ribosomal RNA, partial sequence 4088431 40 


pidimonas. 
219846160 
898 
cteriaceae; Ma 
219846158 |ref 
1 sequence 
lavobacteriale 


ref 


4112852 4112957 18 122 gi 


219846142 |ref 


4091411 40928 


NR_025750.1 


ribacter. 
NR_025748.1 
4 
Ss; 


NR_025732.1 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter 


9 Maribacter 
Flavobacteriaceae; Maribacter. 


Brevibacterium 


4112427 4113885 Brevibacterium 


permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


GCCGGCTAACTACGTGCCACCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTG 
AAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAAG 
AGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACCCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTC 
CCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAG 
CATGCCTTTCGGGGTGATGGGGAC TCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAC 
ACGTGCTACAATGGCCGGTACAATGAGCTGCGAAGCCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAA 
GTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCC 
GGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 
AGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAACACATGCAAGTCGAACGATGAACCGGTTTCGGCCGGGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACCACGCTTTCCCGCATGGGATACGCGTGGAAA 
GCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTT 
CGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTACGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGC 
TAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGC 
AGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGAAGCCGTGAGGTG 
GAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGC 
GATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTAAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGGATTTGCCAGCTTGCTGGCAATGAGAGTGGCGCA 
CGGGTGAGTAACGCGTATGCAACCTACCTTTCACAGTGGGATAGCCCAGAGAAATTTGGATTAATACCGCATAGTATGCAGTACCAGCATTGGAACTGTATTAAA 
CATTTATGGGTGAGAGATGGGCATGCGTTCTATTAGTTAGTTGGAGTGGTAACGGCACCCCAAGACCGCGATAGATAGGGGCCCTGAGAGGGGGATCCCCCACAC 
TGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCTA 
TGGGTTGTAAACTGCTTTTATACAGGAAGAAACAACTCTACGTGTAGAGTCTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGACGATTAAGTCAGAGGTGAAATCCTGCAGCTCAACTGTAGAATTGCCTT 
TGATACTGGTTGTCTTGAATCATTGTGAAGTGGTTAGAATATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAATACCGATTGCGAAGGCAGATCACTAA 
CAATGTATTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGTTGTTCGGGCTTCGGCCT 
GAGTGACTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTGGATTGACAGGTCTAGAGACAGACTTTCTTCGGGCAATCCACAAGGTGCTGCATGGTTGTCG 
TCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAGCAAGACTGCCAGTGCA 
AACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACACACGTGCTACAATGGTAGGTACAGAGAGCAGCCACTGGGTGACCAG 
GAGCGAATCTACAAAACCTATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTACCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGGTAAAATTGGTAACTAGGGCTA 
AGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGAACACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGTT 
TGATCCTGGCTCAGCGCGAACGCTGTCGGCGTGCCTAACACATGCAAGTCGTGGGGCAGCAGGCCGGAACCTTTTGGTTCTGGTGCTGGCGACCGGCGAACGGGT 
GAGTAACGCGTGAGCAACCTACCCCGAGGAGGGGGATAACCCGGGGAAACCCGGGCTAATACCCCATAAGCGCACGGCCTGCATGGGCTGTGTGAAAAGGGTGGC 
CTCTGGGCTTTGCCTAAGCTGCCGCCTCGGGATGGGCTCGCGTCCCATCAGGTAGTTGGTGGGGTAACGGCCTACCAAGCCTACGACGGGTAGCCGGCCTGAGAG 
GGTGGTCGGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGAGTG 
GAGGAAGAAGCCCTTCGGGGTGTAAACTCCTGTCGCCGGGGACGAGGCGGGGATGGGTTAAGAGCCCATCCCTGTGACGGTACCCGGAGAGGAAGGGACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAAATTACTGGGCGTAAAGAGCGCGTAGGCGGGCCAGTAAGTCAGAGGTGAAAGCCCCC 
GGCTCAACCGGGGAATTGCCTCTGATACTGCTGGTCTAGGGTCCGGAAGACGCTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACC 
GGTGGCGAAGGCGGTCAGCGAGGACGGAACCGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCACGCTGTAAACGATGGGTG 
CTGGGCGTTGGCCACGAGAGTGGTCAGTGCCGAAGCTAACGCGTTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATAGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCAATGCTACGCGAAGAACCTTACCAGGGCTTGACATGCCGGGGGTAGCCCTGGCGAAAGTCAGGGTTGAGGCCCC 
TTTGGGGGCCCACCCGGCACAGGTGGTACATGGCCGTCGTCAGCTCGTGCCGTGAAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCC 
AGCGGGTAAAGCCGGGCACACTAAGGGGACTGCCGGCGATAAGCCGGAGGAAGGGGGGGATGACGTCAGGTCAGTATGCCCCTTACGCCCTGGGCTACACACGTG 
CTACAATGGCCGGGACAGAGGGAAGCGAAGCCGCGAGGCGGAGCGAAACTCAGAAACCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGG 
AATCGCTAGTAACGGCCGGTCAGCTACACGGCCGTGAATACGTTCCCGGGCCTTGTACTCACCGCCCGTCACACCCCGGAAGCTNGTTCTACCAGNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCCTAACACATGCAAGTCGAGCGGTAACAGGGGTAGCTTGCTACCCGCTGACGAGCGGCGGACG 
GGTGAGTAACGCGTAGGAATCTACCCGGTAGTTGGGGATAGCCCGGAGAAATCCGGATTAATACCGAATAATCTCTACGGAGGAAAGGGGGCTTCGGCTCTCGCT 
ACTGGATGAGCCTGCGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAA 
GCACTTTCAGTGGGGAGGAAGGCGTGATGGTTAATACCCATCATGATTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCAAGTTAAGTTGGGTGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAAAA 
CTGGCTAGCTAGAGTACAGCAGAGGATAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGACTGTCTGGGCTGA 
TACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAACCGTTGGGTTCTTTATGGACTTG 
GTGGTGAAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGAAATCCAGTGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCGAGTAATGTCGGGGACTATAAGGAGACTGCCGGTG 
ACAAACCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCCGGTACAGACGGTTGCGAAGCCGCGAGG 
TGGAGCTAATCTGAGAAAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTCGGTAGCTTAAAATTGGGCGCTGACCACGGTGTGGTTAATGACTG 
GGGTGAAGTCGTAACAGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGT 
CGAGCGCAGGAAGCAAGTTGATCCCCTTCGGGGGTGACGCTTGTGGAATGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACC 
CCGGGAAACCGGGGCTAATACCGGATAATACTTTCTTTTGCATAAAGGAAAGTTGAAAGGCGGCTTCGGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTA 
GTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAGTTGG 


615048 Bacteria_16S 4114400 4114433 41 74 gi|219846141|ref|NR_025731.1 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 41153 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 
615048 Bacteria_16S 4120405 4120510 18 122 gi|219846137|ref|NR_025727.1 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
615048 Bacteria_16S 4194111 4194168 17 74 gi|219846079|ref|NR_025669.1 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
615048 Bacteria_16S 4216768 4216853 41 125 gi|219846063|ref|NR_025653.1 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 421777 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

615048 Bacteria_16S 4225897 4225930 41 74 gi|219846051|ref|NR_025641.1 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 42268 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
615048 Bacteria_16S 4227369 4227402 41 74 gi|219846050|ref|NR_025640.1 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 42283 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
615048 Bacteria_16S 4228841 4228874 41 74 gi|219846049|ref|NR_025639.1 
strain SW49 16S ribosomal RNA, partial sequence 4228378 42297 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
615048 Bacteria_16S 4243918 4244010 31 122 gi|219722939|ref|NR_024571.1 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 42448 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 
615048 Bacteria_16S 26212 26292 35 114 gi|265679046|ref|NR_029354.1 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

615048 Bacteria_16S 27685 27717 42 74 gi| 265679045 |ref|NR_029353.1 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
615048 Bacteria_16S 47288 47344 18 74 gi|265679032|ref|NR_029340.1 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcani 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracacea 
615048 Bacteria_16S 71616 71724 18 125 gi| 265679016 |ref|NR_029324.1 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Pseudonocardia. 

615048 Bacteria_16S 73192 73288 30 125 gi| 265679015 |ref|NR_029323.1 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardiaceae; Pseudonocardia. 

615048 Bacteria_16S 88009 88041 42 74 gi|265679004|ref|NR_029312.1 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
615048 Bacteria_16S 90980 91036 18 74 gi|265679002|ref|NR_029310.1 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

615048 Bacteria_16S 130841 130897 18 74 gi| 265678975 |ref|NR_029283.1 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 13190 

Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

615048 Bacteria_16S 148951 149007 18 74 gi| 265678963 |ref|NR_029271.1 


strain PCL 16S ri 
Fusobacteria. 


615048 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


615048 Bacteria_16S 


strain CDC F5101 
Proteobacteria; B 
6 
effusa strain AP1 
Bacteria; Proteob 
6 
neocaledoniensis 

neocaledoniensis 

Nocardiaceae; Noc 
6 
F89 16S ribosomal 
Flavobacteria; Fl 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


bosomal RNA, partial sequence 


210371 210451 35 114 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
289294 289350 18 74 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
386370 386426 18 74 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
398551 398659 18 125 gi 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 

424968 425000 42 
RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 


1 


74 gi 


For 


615048 Bacteria_16S 


520014 520046 42 74 gi 


148511 15001 
265678922 


iales; 
265678867 


caligenace 
265678797 


nadales; 
265678789 
tial seque 
idae; Acti 


265678771 
424476 425990 Formo 
mosa. 

265678705 


ref |NR_029230.1 

209908 211410 
stridiaceae; Clo 
ref |NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_029094.1 
nce 398145 
nomycetales; Cor 


sequence 
Clo 


28882 


38592 


s 


ref 
saa 


NR_029076.1 
lgae Bacteri 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Clostridium roseum 


Clostridium roseum Bacteria; 


Coenonia anatina 


Coenonia anatina Bacteria; 


Alcanivorax 
vorax borkumensis 
e; Alcanivorax. 
Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Capnocytophaga 
Capnocytophaga 
iaceae; Capnocytophaga. 
Natroniella acetigena 


Natroniella acetigena Bacteria; 


Chrysiogenes arsenatis 


2 Chrysiogenes arsenatis Bacteria; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Clostridium 
Clostridium 

stridium. 

Bordetella holmesii 
ella holmesii Bacteria; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Nocardia 

399618 Nocardia 
ynebacterineae; 


Formosa algae strain 
a; Bacteroidetes; 


ref |NR_029010.1 


Flavobacterium 


micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 


Bacteria; Bactero 


idetes; Flavobacteria; Flavobacteriales; 


Flavobacteriaceae; Flav 


obacterium. 


6 


degerlachei strai 
degerlachei Bacte 


6 


benzenivorans str 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Pseudonocardia. 

615048 Bacteria_16S 570410 570442 42 74 gi|265678672|ref|NR_028977.1 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 57142 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
615048 Bacteria_16S 591332 591364 42 74 gi| 265678658 |ref|NR_028963.1 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiac 
615048 Bacteria_16S 601832 601864 42 74 gi|265678651|ref|NR_028956.1 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidi 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Geli 
615048 Bacteria_16S 744456 744488 42 74 gi|265678550|ref|NR_028854.1 
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Flavobacteria; 


B 
6 


strain S-743 16S 
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6 


phenolica strain 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseud 
Pseudoalteromonas. 
615048 Bacteria_16S 817079 817159 35 114 gi|265678501|ref 
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B 
6 
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B 


6 
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Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
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n R-9106 16S ribosomal RNA, partial sequence 
Flavobacteria; 


gi 


744001 74541 
Flavobacteriaceae; 
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15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


1223136 1223172 35 


Clostridiales; 
1235297 1235389 31 


1260829 1260885 18 


1295482 1295514 42 


Bacteroidia; 


vi 


ribosomal RNA, partial sequence 
Clostridia; 
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NR_029008.1 


ychroflexus. 
NR_028829.1 
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Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

615048 Bacteria_16S 1712776 1712808 42 74 gi| 219878399 |ref|NR_025538.1 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 171377 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
615048 Bacteria_16S 1714312 1714344 42 74 gi| 219878398 |ref|NR_025537.1 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 171532 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobact 
Sphingobacterium. 

615048 Bacteria_16S 1715846 1715878 42 74 gi| 219878397 |ref|NR_025536.1 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 17168 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
615048 Bacteria_16S 1717400 1717432 42 74 gi|219878396|ref|NR_025535.1 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 17183 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
615048 Bacteria_16S 1718922 1718954 42 74 gi| 219878395 |ref|NR_025534.1 
strain A37 16S ribosomal RNA, partial sequence 1718445 17199 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
615048 Bacteria_16S 1720435 1720491 18 74 gi|219878394|ref|NR_025533.1 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

615048 Bacteria_16S 1721972 1722056 31 114 gi| 219878393 |ref|NR_025532.1 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
615048 Bacteria_16S 1723513 1723597 31 114 gi| 219878392 |ref|NR_025531.1 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
615048 Bacteria_16S 1734075 1734111 33 69 gi| 219878385 |ref|NR_025524.1 
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Mycobacterium 
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acterineae; 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Sutterella 
8 Sutterella 
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Flavobacterium 
acterium frigoris 
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Clostridium diolis 


30 Clostridium diolis Bacteria; 


Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 
Sphingobacterium 
1 Sphingobacterium 
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65 Pedobacter piscium Bacteria; 
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Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
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39 Pedobacter cryoconitis Bacteria; 


er. 
Cetobacterium somerae 
somerae Bacteria; 
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luti Bacteria; 
r. 
Psychrobacter 
fozii Bacteria; 
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eudobutyrivibrio. 
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fozii 


68 Megamonas hypermegale Bacteria; 
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omonas mossii Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 173507 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Ps 
615048 Bacteria_16S 1747843 1747923 35 114 gi| 219878375 |ref|NR_025514.1 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 17488 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

615048 Bacteria_16S 1785594 1785626 42 74 gi| 219878345 |ref|NR_025484.1 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgon 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
615048 Bacteria_16S 1946966 1947022 18 74 gi|219878230|ref|NR_025369.1 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
615048 Bacteria_16S 1950047 1950155 18 125 gi|219878228|ref|NR_025367.1 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 195111 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Pseudonocardia. 

615048 Bacteria_16S 2033648 2033740 31 122 gi|219878172|ref|NR_025311.1 


smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 


2033216 203470 


Mycobacterium 
2 Mycobacterium 


smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


615048 Bacteria_16S 2050794 2050874 35 114 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

615048 Bacteria_16S 2076682 2076738 18 74 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

615048 Bacteria_16S 2081353 2081409 18 74 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

615048 Bacteria_16S 2085962 2086018 18 74 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

615048 Bacteria_16S 2096618 2096650 42 74 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

615048 Bacteria_16S 2131477 2131569 31 122 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

615048 Bacteria_16S 2179886 2179918 42 74 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
615048 Bacteria_16S 2181402 2181434 42 74 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
615048 Bacteria_16S 2307526 2307582 18 74 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

615048 Bacteria_16S 2393892 2393924 42 74 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 
strain Loup-1 16S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

615048 Bacteria_16S 2433433 2433465 42 74 gi|219857432|ref|NR_025020.1| Flavobacterium 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

615048 Bacteria_16S 2442516 2442572 18 74 gi|219857424|ref|NR_025012.1| Shewanella japonica 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

615048 Bacteria_16S 2632304 2632336 42 74 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 
strain ACAM 81 16S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

615048 Bacteria_16S 2691159 2691191 42 74 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Salegentibacter. 

615048 Bacteria_16S 2715029 2715113 31 114 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

615048 Bacteria_16S 2737793 2737849 18 74 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
615048 Bacteria_16S 2742212 2742244 42 74 gi|219857159|ref|NR_024787.1| Flavobacterium 
limicola strain ST-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

615048 Bacteria_16S 2899975 2900082 18 125 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 
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3499617 3499673 18 74 gi 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; 


3546982 3547014 42 74 
cteroidia; Bacteroidales; 
3548515 3548547 42 


Porphyromona 

74 gi 
teria; Bac 
gi 


Bacteroidetes; 
3592632 3592712 35 


Bacteroidia; 
114 


ridia; Clostridiales; Clostridiaceae; 
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Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
615048 Bacteria_16S 3761553 3761592 35 74 gi|219846391 
strain 172 16S ribosomal RNA, partial sequence 3761076 37625 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacte 
615048 Bacteria_16S 3767406 3767462 18 74 gi|219846386 
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615048 Bacteria_16S 4084299 4084355 18 74 gi|219846163|ref|NR_025753.1 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methyl 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; 
615048 Bacteria_16S 4093344 4093400 18 74 gi| 219846157 |ref|NR_025747.1 
strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 40943 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
615048 Bacteria_16S 4162105 4162137 42 74 gi| 219846106 |ref|NR_025696.1 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 41630 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 
615048 Bacteria_16S 4175785 4175841 18 74 gi|219846096|ref|NR_025686.1 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacte 
615048 Bacteria_16S 4177270 4177326 18 74 gi|219846095|ref|NR_025685.1 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 417830 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 
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Ps 
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6 Achromobacter 
naceae; Achromobacter. 
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gonensis Bacteria; 
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0 Carboxydocella 
Family XVI. Incertae 
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arboris Bacteria; 


Clostridium 
Clostridium 
lostridium. 
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Schwartzia 
chwartzia. 
Nitrospira 
Nitrospira 


Clostridium 
idium proteolyticum 


Clostridium 
Clostridium 
Clostridium. 
Clostridium 
Clostridium 
lostridium. 
Dictyoglomus 
Dictyoglomus 


ref|NR_029232.1 


Clostridium 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


615048 Bacteria_16S 208818 208857 35 74 gi| 265678923 |ref|NR_029231.1 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
615048 Bacteria_16S 224156 224247 35 125 gi| 265678913 |ref|NR_029221.1 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 22507 

Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

615048 Bacteria_16S 313769 313808 35 74 gi| 265678851 |ref|NR_029157.1 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
615048 Bacteria_16S 322788 322827 35 74 gi| 265678845 |ref|NR_029150.1 
strain H168 16S ribosomal RNA, complete sequence 322285 32381 

Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
615048 Bacteria_16S 330459 330494 36 71 gi|265678840|ref|NR_029145.1 
strain CC-1 16S ribosomal RNA, partial sequence 329993 33159 

Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

615048 Bacteria_16S 390960 391003 31 74 gi|265678794|ref|NR_029099.1 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitin 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
615048 Bacteria_16S 527648 527691 31 74 gi|265678700|ref|NR_029005.1 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydr 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; En 
615048 Bacteria_16S 574867 574910 31 74 gi| 265678669 |ref|NR_028974.1 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
615048 Bacteria_16S 586842 586885 31 74 gi|265678661|ref|NR_028966.1 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
615048 Bacteria_16S 612612 612655 31 74 gi| 265678643 |ref|NR_028948.1 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychr 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Ps 
615048 Bacteria_16S 655094 655137 31 74 gi|265678613|ref|NR_028918.1 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
Psychrobacter. 

615048 Bacteria_16S 748613 748656 31 74 gi| 265678547 |ref|NR_028851.1 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
615048 Bacteria_16S 749988 750031 31 74 gi| 265678546 |ref|NR_028850.1 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Acinetobacter. 

615048 Bacteria_16S 751363 751406 31 74 gi| 265678545 |ref|NR_028849.1 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
615048 Bacteria_16S 752738 752781 31 74 gi| 265678544 |ref|NR_028848.1 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
615048 Bacteria_16S 764887 764926 35 74 gi|265678536|ref|NR_028840.1 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuo 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
615048 Bacteria_16S 839943 839982 35 74 gi| 265678486 |ref|NR_028789.1 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis 
Bacillales; Bacillaceae; Geobacillus. 

615048 Bacteria_16S 889719 889762 31 74 gi| 265678451 |ref|NR_028753.1 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Thermomonosporaceae; Actinomadura. 

615048 Bacteria_16S 934536 934575 35 74 gi| 265678422 |ref|NR_028724.1 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacter 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracac 
615048 Bacteria_16S 936063 936102 35 74 gi|265678421|ref|NR_028723.1 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacte 
615048 Bacteria_16S 1164225 1164264 35 74 gi| 228720667 |ref|NR_027596.1 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 11652 

Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
615048 Bacteria_16S 1170285 1170328 31 74 gi|228719618|ref|NR_027583.1 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermobispora. 

615048 Bacteria_16S 1180915 1180954 35 74 gi|228717635|ref|NR_027565.1 
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1469947 1469990 31 


eria; Proteobacteria; 


1683743 1683782 35 


Bacteria; Firmicutes; 
1825359 1825402 31 
KMM 277 16S ribosomal 


1826837 1826880 31 
KMM 225 16S ribosomal 
ia; Proteobacteria; Ga 
1872477 1872520 31 
S ribosomal RNA, parti 
ammaproteobacteria; Ps 
1887923 1887966 31 
LUH5832 16S ribosomal 
ia; Proteobacteria; Ga 
1913297 1913340 31 
pe 16S ribosomal RNA, 

acteria; Gammaproteoba 
1965229 1965272 31 


is Bacteria; 


2055348 2055456 18 


; Streptomyces. 


2079814 2079857 31 
in DSM 4903 16S riboso: 
eria; Actinobacteria; 


2107192 2107235 31 
ain MVAB Hexl 16S ribo 
teria; Proteobacteria; 


2175372 2175415 31 
S ribosomal RNA, parti 
ammaproteobacteria; Ps 
2229864 2229907 31 


teria; Proteobacteria; 
2569228 2569267 35 


teria; Firmicutes; 
2886394 2886433 35 


eria; Firmicutes; 


£ 
£ 
6 
n 
n 
6 


15048 Bacteria_16S 


2887920 2887959 35 


74 


74 


74 


74 


osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellace 


gi 


74 


74 


74 


74 


RNA, partial se 
mmaproteobacteri 
gi 
1872026 18734 

M 


74 


al sequence 
eudomonadales; 


74 


RNA, partial se 
mmaproteobacteri 
gi 
partial sequence 
Pseudomo 

gi 
is strain G 16S ribosomal RNA, partial 
Proteobacteria; 


74 


cteria; 


74 


12 


74 


74 


somal RNA, 
Gammaproteobact 


74 


al sequence 
eudomonadales; 


74 


74 


74 


74 


gi 
2261 16S ribosomal RNA, partial sequen 
Synergistia; Synergistal 
gi 
TCC2155 16S ribosomal RNA, partial sequence 
Lentisphaerae; Lentisphaerales; Lent 
gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


15048 Bacteria_16S gi 


228715386 
ce 12000 
es; 
228718145 


224581443 
ence 14222 
nadales; 
224581423 


1445391 14468 


gi 


gi 


gi 


Betaprote 


5 gi 


gi 


mal RNA, partial 
Actinobacteridae 
eae; Propionimicrobium. 
15048 Bacteria_16S 


gi 


gi 


gi 


gi 


Clostri 


gi 


Clostrid 


‘gi. 


Clos 

gi 
RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
15048 Bacteria_16S 


compl 


224581406 
ria; 


219878419 
rt 
tridiales; 
219878319 
uence 


219878318 
quence 

a; 
219878286 


oraxellace 
219878273 
quence 
a; 
219878253 
19128 
nadales; 
219878218 
sequence 
obacteria; 


219878154 
tial seque 
dae; Actin 


219878136 
sequence 
Actinomy 


, 


219878115 
ete sequen 
eria; Pseu 


219857616 


2174910 21764 
M 


oraxellace 
219857579 
quence 
ria; Neiss 
219857288 
sequence 
diales; Cl 
219856865 
sequence 
iales; Eub 
219856864 


strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 28889 


Firmicutes; Clost 


6 


15048 Bacteria_16S 


ridia; Clostridiales; 
2889443 2889482 35 


74 


Eubacteriaceae; 


gi 


Eubacteriu 
219856863 


strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 28904 


Firmicutes; Clost 


615048 Bacteria_16S 


ridia; Clostridiales; 


3000350 3000389 35 


74 


Eubacteriaceae; 


gi 


Eubacteriu 
219846923 


Synerg 


isphaerace 


M 


1 sequence 


Pseud 


ial sequ 


Pseudomo 


Pseudomonad 


Pseudomonad 


M 


ref|NR_027531.1 
61 1201579 Amino 
istaceae; Amino 
ref|NR_027571.1 

1371035 13725 
ae; Lentisphaer 
ref|NR_027225.1 
15 1423690 Psych 
oraxellaceae; P 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobact 
ref|NR_027187.1 

1469465 14709 
omonadales; Mor 


ref 
ence 


NR_025558.1 
16832 
Clostridiaceae; 
ref|NR_025458.1 
1824887 18263 
nadales; Moraxe 
ref|NR_025457.1 
1826365 182779 
ales; Morax 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobact 
ref|NR_025412.1 
1887472 188893 
ales; 
NR_025392.1 


ref 


oraxellaceae; 
ref|NR_025357.1 
1964797 196621 
Burkholderiale 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Str 


ref|NR_025275.1 
2079371 208087 
cetales; Propio 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mo 


ref|NR_025205.1 
03 Psychrobacter 
ae; 
ref |NR_025167.1 
2229404 223086 
eriales; 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024683.1 


m. 
ref|NR_024682.1 
m. 
ref 


NR_026515.1 


b 
b 


1 
a. 


xr 
s 
e 
9 
a 


8 


1 
1 


e 


e 


Moraxe 


72 1914310 Acinet 


Ac 


Ss 


e 


n 


r 


Psychrobacte 


Neisser 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Lentisphaera araneosa 
2 Lentisphaera araneosa 


Psychrobacter 
obacter maritimus 
ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 
re 
Psychrobacter 
0 Psychrobacter 
xellaceae; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Psychrobacter 
4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 
2 Psychrobacter 
llaceae; Psychrobacter. 
Acinetobacter parvus 
parvus Bacteria; 
Bs 
Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


, 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 

r. 

Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Clostridium 

8 Clostridium 

ostridium. 

Eubacterium 

8 Eubacterium 

acterium. 

Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Geobacillus pallidus 


strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; 


Geobacillus. 


615048 Bacteria_16S 3033618 3033657 35 


cylindrosporum strain HC-1 16S ribosomal RNA, partial s 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostr 


615048 Bacteria_16S 3035145 3035184 35 
Firmicutes; Clostridia; Clostridiales; 
615048 Bacteria_16S 3036668 3036707 35 


615048 Bacteria_16S 
strain CreCitl 16 
Proteobacteria; 
615048 Bacteria_16S 
strain WV6 16S ri 
Firmicutes; Clostridia; Clostridiales; 
615048 Bacteria_16S 3280041 3280127 40 
strain DSM 4132 1 
Firmicutes; Clost 
615048 Bacteria_16S 
strain DSM 5156 1 
Firmicutes; Clostridia; Halanaerobiales; 
615048 Bacteria_16S 3437260 3437303 31 


3053461 3053504 31 


3248430 3248469 35 


ridia; Clostridiales; 
3374458 3374497 35 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 343 
Gammaproteobacteria; 


Bacteria; Proteobacteria; 
615048 Bacteria_16S 3438769 3438812 31 
DSM 2403 16S ribo 
Proteobacteria; Gammaproteobacteria; Ps 
615048 Bacteria_16S 3440279 3440322 31 
strain DSM 6964 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; Ps 
615048 Bacteria_16S 3441788 3441831 31 
haemolyticus stra 
haemolyticus Bacteria; 
Acinetobacter. 
615048 Bacteria_16S 
baumannii strain 
baumannii Bacteri 
615048 Bacteria_16S 


Proteobacteria; 


3443298 3443341 31 


3444844 3444883 35 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequ 


Bacteria; Firmicutes; 
615048 Bacteria_16S 

strain DSM 1785 1 
irmicutes; 
15048 Bacteria_16S 


Clostridia; 
3501101 3501140 35 


Clostridia; Clostridiales; 
3584932 3584971 35 


Clostridia; 
15048 Bacteria_16S 3710889 3710928 35 
train Pasteur II 
irmicutes; Clost 
15048 Bacteria_16S 
strain 2585 16S ribosomal RNA, 
irmicutes; Clostridia; Clostridiales; 
15048 Bacteria_16S 3831174 3831213 35 
lavefaciens stra 
acteria; Firmicutes; 
15048 Bacteria_16S 

limentarius stra 
limentarius Bacteria; 
sychrobacter. 
15048 Bacteria_16S 4237927 4237966 35 
strain R18165 16S ribosomal RNA, 


ridia; Clostridiales; 


F 
6 
£ 
Bacteria; Firmicutes; 
6 
s 
F 
6 3719859 3719898 35 


Clostridia; 
4022185 4022228 31 


F 
6 
£ 
B 
6 
a 
a Proteobacteria; 
P 

6 


615048 Bacteria_16S 
strain 513A 16S r 
Spirochaetes; Spi 
615048 Bacteria_16S 
orbiscindens stra 
Bacteria; Firmicutes; Clostridia; 
615048 Bacteria_16S 39677 39715 36 
condimenti strain F-2 16S ribosomal RNA, 
Bacteria; Firmicutes; Bacillales; 


12407 12445 36 


23148 23186 36 


strain DS1 16S ribosomal RNA, partial sequence 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridia 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 


bosomal RNA, partial sequence 
Clostridiaceae; 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


6S ribosomal RNA, partial sequence 3374001 33754 
Oren 


ial sequence 3439822 344 
eudomonadales; 


in DSM 6962 16S ribosomal RNA, 


Gammaproteobacte 


DSM 30007 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria; 
Clostridiales; Veillone 


6S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


aecium strain ACM 3679 16S ribosomal RNA, partial sequence 35844 
Clostridiales; Veillone 


I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


complete sequence 
Clostridiaceae; 


in C94 16S ribosomal RNA, partial sequence 38307 
Clostridiales; 


in JG-100 16S ribosomal RNA, partial s 
Gammaproteobacte 
complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


ibosomal RNA, partial sequence 
rochaetales; Brachyspiraceae; Brachysp 


in 265 16S ribosomal RNA, partial sequence 22677 
Clostridiales; 


cl 


125 gi|219846734 
Acetobacte 


74 219846667 


gi 


Halobacteroidace 
74 gi 


ae; 
219846618 

68 
Pseudomo 


gi 


nadales; 


74 219846617 


somal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffi 
eudomonadales; 


Moraxellace 
219846616 
12 
Moraxellace 

gi|219846615 
complete sequence 
ria; 


74 gi 


74 


219846614 
sequence 
Pseudomo 
219846613 
ence 34443 
llaceae; 
219846575 


74 gi 
complete 


74 gi 


74 gi 
Clostridiu 


74 219846519 


gi 
llaceae; 
219846429 
37104 
Clostridiu 
gi|219846422 
3719395 37209 
Clostridiu 
219846341 


74 gi 


74 
74 gi 


Ruminococcaceae; 
gi|219846208 

equence 

ria; Pseud 


74 


74 gi| 219846043 


4237444 42389 
74 gi| 265679055 
11961 13410 
ira. 

265679048 


74 gi 


Clostridiaceae; 


265679037 


ostridium. 


Moraxellaceae; 


Pseudomon 


ref |NR_026326.1 
rium. 
ref |NR_026259.1 


ia. 
ref|NR_026210.1 
03 3438261 Acinet 
Ac 
NR_026209.1 
L. 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 
3441331 344279 
adales; Mora 


ref 


ref |NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref |NR_026167.1 


m. 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026020.1 
25 3711931 Clostr 
m. 

ref 


NR_026013.1 


m. 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref|NR_025798.1 

4021723 402321 
omonadales; Mora 
ref|NR_025633.1 
+ AC 
ref 


tinomycetace 
NR_029363.1 


ref |NR_029356.1 
24226 Clostr 
Clostridium. 


74 gi 


complete sequence 39179 


Staphylococcus. 


74 gi|219846900|ref|NR_026492.1| Clostridium 
equence 3033166 3034644 Clostridium 
idiales; Clostridiaceae; Clostridium. 
74 gi|219846899|ref|NR_026491.1| Clostridium disporicum 
3034695 3036166 Clostridium disporicum Bacteria; 
Clostridiaceae; Clostridium. 
74 gi|219846898|ref|NR_026490.1| Clostridium 
sequence 3036217 3037686 Clostridium 
les; Clostridiaceae; Clostridium. 
74 gi|219846886|ref|NR_026478.1| Formivibrio citricus 
3052993 3054482 Formivibrio citricus Bacteria; 
eriaceae; Formivibrio. 
74 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
3247999 3249330 Clostridium isatidis Bacteria; 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 
ry 
Acinetobacter junii 
junii Bacteria; 
cs 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Succiniclasticum 
iclasticum ruminis 
m. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Ruminococcus 
coccus flavefaciens 


Psychrobacter 
6 Psychrobacter 


xellaceae; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Clostridium 
idium orbiscindens 


ref|NR_029345.1 
40723 Staphy 


Staphylococcus 
lococcus condimenti 


615048 Bacteria_16S 45764 45846 41 122 gi| 265679033 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
615048 Bacteria_16S 51995 52033 36 74 gi| 265679029 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
615048 Bacteria_16S 55045 55083 36 74 gi| 265679027 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
615048 Bacteria_16S 80488 80526 36 74 gi| 265679010 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

615048 Bacteria_16S 89505 89543 36 74 gi| 265679003 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacte 
Thermodesulfobacterium. 

615048 Bacteria_16S 106471 106509 36 74 gi| 265678991 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Hal 
615048 Bacteria_16S 185718 185756 36 74 gi| 265678939 
strain 113-1 16S ribosomal RNA, partial sequence 185230 18674 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
615048 Bacteria_16S 298466 298504 36 74 gi| 265678861 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmata 
615048 Bacteria_16S 309199 309237 36 74 gi| 265678854 
strain ATCC 27760 16S ribosomal RNA, partial sequence 30877 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 
615048 Bacteria_16S 310689 310727 36 74 gi| 265678853 
strain HO14 16S ribosomal RNA, partial sequence 310195 31168 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia 
615048 Bacteria_16S 312225 312263 36 74 gi| 265678852 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
615048 Bacteria_16S 321190 321228 36 74 gi| 265678846 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; 
615048 Bacteria_16S 339932 339970 36 74 gi| 265678831 
strain S-182 16S ribosomal RNA, partial sequence 339450 34088 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 
615048 Bacteria_16S 344400 344438 36 74 gi| 265678828 
strain 124-2 16S ribosomal RNA, partial sequence 343905 34542 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
615048 Bacteria_16S 345961 345999 36 74 gi| 265678827 
strain 39 16S ribosomal RNA, partial sequence 345474 34689 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

615048 Bacteria_16S 347430 347468 36 74 gi| 265678826 


borstelensis stra 
borstelensis Bact 


strain DSB MGU 15 


615048 Bacteria_16S 


in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
348846 348954 18 125 gi 
-6 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


strain RV-12x 16S 
Firmicutes; Clost 


strain F12 16S ri 
Firmicutes; Bacil 


strain R 16089 16 
Firmicutes; Bacil 


strain R 16086 16 
Firmicutes; Bacil 


phoeniculicola st 
phoeniculicola Ba 


parakefiri strain 
parakefiri Bacter 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


387894 387932 36 74 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
423383 423421 36 74 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
452721 452759 36 74 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

454319 454357 36 74 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

474084 474122 36 74 gi 
rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; E 
475621 475659 36 74 gi 
GCL 1731 16S ribosomal RNA, partial s 
ia; Firmicutes; Lactobacillales; Lacto 


gi 


gi 


gi 


6 
strain Sd/3 16S r 
Firmicutes; Bacil 


15048 Bacteria_16S 


501794 501832 36 74 gi 


ial sequen 

illaceae; 

265678825 
34841 


ococcineae; 


265678796 


387448 38884 


Veillonel 
265678772 


422881 42442 


265678752 


452220 45376 


265678751 


453819 45536 


265678735 
sequence 
nterococca 

265678734 
equence 
bacillacea 


ref |NR_029341.1 
Mycobacterium 
eae; Mycobacteri 
ref |NR_029337.1 
Enterococcus 


ref |NR_029335.1 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 

Enterococcus asini 


asini Bacteria; 


Holdemania filiformis 


Holdemania filiformis Bacteria; 


Holdemania 
NR_029318.1 


eae; 
ref 


Listeria innocua 


Listeria innocua Bacteria; 


ref |NR_029311.1 
89036 90489 
riales; Thermode 
ref |NR_029299.1 
106000 107471 
obacteroidaceae; 


v 
ref |NR_029247.1 


Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


eae. 
ref|NR_029167.1 

298000 299445 
les; Anaeroplas 
ref|NR_029160.1 
4 310144 Rumino 
Ruminococcus. 
ref|NR_029159.1 
7 Borrelia 
burgdorferi gro 
ref|NR_029158.1 

311738 31326 


ref|NR_029136.1 


Anaeroplasma 
Anaeroplasma 


mataceae; Anaeroplasma. 


Ruminococcus callidus 
coccus callidus 


Borrelia japonica 


japonica Bacteria; 


up. 
Staphylococcus 
Staphylococcus 


Bacillus 
Bacillus 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


ref |NR_029133.1 
3 Lactobacillus 


ref |NR_029132.1 
2 Brevibacillus 


ref|NR_029131.1 
ce 346943 348361 
Brevibacillus. 
ref|NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref|NR_029101.1 


Lactobacillus pentosus 
pentosus Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 

Veillonella ratti 


3 Veillonella ratti Bacteria; 


la. 


ref|NR_029077.1 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


ref|NR_029057.1 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


ref|NR_029056.1 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


ref|NR_029040.1 
473588 475066 
ceae; Enterococc 
ref |NR_029039.1 
475117 476512 
e; Lactobacillus 


265678717 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 


ref |NR_029022.1 


Bacillus indicus 


501307 502811 Bacillus indicus Bacteria; 


GTAGTAACTGACCCAACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATT 
GGGCGTAAAGCGCTCGCAGGCGGTCCTTTAAGTCTGATGTGAAATCTCGCGGCTCAACCGCGAACGGTCATTGGAAACTGGAGGACTTGAGTACAGAAGAGGAGA 
GTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGG 
GAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGAAGTTAACGCATTAAGCACTC 
CGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGTCTTGACATCCTCTGCTATTCCTAGAGATAGGAAGTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGAAGCAAAACCGCGAGGTCAAGCAAATCCCATAAAACCATTCTCAG 
TTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCACGAGAGTTGGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACCAATGATTGGGGTGAAGTCGTAACAAGGTAGCC 
GTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTGCTTAACACATGCAAGTCGGAACGGAAAGGCCTCTGCTTGC 
AGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACGATGGTTT 
GGATGCCATTGTGGAAAGTTTTTTCGGTGTGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAG 
AGGGTGTACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCG 
TGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGTCAGGGACGAAGCGAAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGGAATACCGCAGCTTAACTGCGGGGTTGC 
AGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCT 
CTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGTCCCTTC 
CACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGACCGGGCCAGAGATGGTCTTTCCCTTGTGGCTGGTGTACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATTTGGTTGGGGACTCATGAGAGACTG 
CCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGCAGCGATACT 
GTGAGGTGGAGCTAATCGCCTAAAGCCGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGCGGCCCAAACGTGTTAGGGAGCTGTCGAAGGTGGG 
ATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNGGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGGAACTTTGGGAGCTTGCTCCTTTGGTTCAGCGGCGGACGGGTGAGTAACACGTGGGC 
AACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAATACCGAATAGTTTGTTTCGCCTCCTGGCGAGACACGGAAAGACGGTTTCGGCTGTCACTGC 
AGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAATGCCGCGTGAGTGACGAAGGTTTTCGGATCGTAAAAC 
TCTGTTGTGAGGGAAGAACAAGTACCAGTTAACTACTGGTACCTTGACGGTACCTCACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTG 
GAGAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAAC 
TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGT 
GCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGCCCAGGAGACTGGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGCCAACCCGCGAGGGG 
GAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCACTTGTGGAGCCAGCCGCCGAAGGTGGGACAGAT 
ATTGGGGTGAAGTCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAA 
CGAACCATCCTGAAGATTGAAGCTTGCTTCATGATTCAGACCTTGGTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTAAAGTGGGGGATAACATC 
TGGAAACAGGTGCTAATACCGCATAACAACAGTCTTCACATGATCACTGTTTAAAAGATGGCTCTGCTATCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTT 
GGTGAGGTAAAGGCTCACCAAGGCGATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGT 
AGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTGAAGAAGAATATGCGTGAGA 
GTAACTGTTCACGTACTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGG 
CGTAAAGAGAATGTAGGCGGTTTATTAAGTTTGAAGTGAAAGCCCTCGGCTCAACCGAGGAAGTGCTTCGAAAACTGGTAAACTTGAGTGCAGAAGAGGAAAGTG 
GAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGATTCGAAAGCATGGGTAG 
CAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGC 
CTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAG 
GTCTTGACATACCATGAAAAGCTAAGAGATTAGTCTTTCCCTTCGGGGACATGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTATTATCAGTTGCCAGCATTCAGTTGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAA 
TCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGTGCTGCGAACTCGCGAGGGCAAGCAAATCACTTAAAACCGATCTCAGTTC 
GGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGAGAGTTTGTAACACCCAAAGTCGGTGGGGTAACCCTTCGGGGAACTAGCCGCCTAAGGTGGGACAAATGATTAGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGAGAACCTGCGGCTGGATCACCTCCTTTCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAG 
ATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGGTAGCTTGCTACCAGGCGTCGAGCGGCGGACGGGTGAGTAATACTTAGGAATCTA 
CCTAGTAGTGGGGGATAGCACGGGGAAACTCGTATTAATACCGCATACGACCTACGGGAGAAAGGGGGCAGTTTACTGCTCTCGCTATTAGATGAGCCTAAGTCG 
GATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGA 
AGACTCTTCGGTTAATACCCGGAGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATC 
GGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGAAACTGTTAGGCTAGAGTAGGT 
GAGAGGGAAGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCTTCCTGGCATCATACTGACACTGAGGCTCGA 
AAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAAT 
AAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAG 
AACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGG 
GGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAAG 
CCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGATAGCTTAACCTTTGGGGAGGCGTTCACCACGGTGTGGTTGATGACTGGGGTGAAGTCGTAA 
CAAGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGGTAAACGCTGGCGGCGTGCGTAACACATGCAAGTCG 
GACGGGCCATTACTCTTCGGAGTGATGGTTAGTGGCGAACGGGTGAGTAAAAGGTAGGGACCTACCCCGAGGACAGAGATAGCTACTGGAAACGGTAGGTAAACT 
CTGATAAGCCCGAGAGGGGAAAGTGGGAGACAGCCTTGGGATGGACCTACTATCCATCAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCGATGACGGATAACCG 
GTGTGAGAGCATGTACGGTCACAAGGGCACTGAGACACGGGCCCTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGA 
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507928 507966 36 74 gi 
p- torquens strain 30 16S ribosomal RN. 


Lactobacillus. 
513872 513910 36 74 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
526102 526140 36 74 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
532158 532196 36 74 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
541337 541375 36 74 gi 
CW1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
550605 550643 36 74 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
585341 585379 36 74 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
609483 609521 36 74 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 
611030 611068 36 74 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
650742 650780 36 74 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
661143 661181 36 74 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
673313 673395 41 122 gi 
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513446 51481 


531745 53318 


16S ribosomal RNA, partial sequence 672829 67426 


265678713 


A, complete 


265678709 
3 
illus. 
265678701 
equence 
ae; Anoxyb 
265678697 


265678691 
ce 540862 
265678685 
quence 
ctobacilla 
265678662 
584888 
265678645 
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ccaceae; P 
265678644 
equence 
acillaceae 
265678617 
tial seque 
rococcacea 
265678608 
tial seque 
icoccus. 
265678600 
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e; 


ref 


ref 


ref 
acil 
ref 


2 Bacillus drentensis Bacteria; 


ref 


ref 
ceae 
ref 
ref 
lano: 
ref 
ref 


nce 


ref 
nce 


ref 
5 Actinomyces coleocanis Bacteria; 


NR_029018.1 


sequence 


NR_029014.1 
Lactobacillus 


NR_029006.1 
525601 527141 
lus. 

NR_029002.1 


NR_028996.1 
542331 Staphy 


NR_028990.1 
550095 551652 

; Lactobacil 
NR_028967.1 
586308 Bacill 


NR_028950.1 
609006 610485 
microbium. 
NR_028949.1 
610536 612079 
Lactobacillus. 
NR_028922.1 

650305 
Aerococcus. 
NR_028913.1 

660668 


NR_028905.1 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillus rossiae 
rossiae Bacteria; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


Staphylococcus 
lococcus nepalensis 


Lactobacillus 
Lactobacillus 
lus. 
Bacillus barbaricus 
us barbaricus Bacteria; 


Planomicrobium 
Planomicrobium 


Lactobacillus 
Lactobacillus 


Aerococcus 
651625 Aerococcus 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Actinomyces coleocanis 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

730789 730827 36 74 gi| 265678561 |ref|NR_028865.1| Solibacillus 

HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
ia; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

735310 735348 36 74 gi| 265678558 |ref|NR_028862.1| Allisonella 
strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

766425 766463 36 74 gi|265678535|ref|NR_028839.1| Veillonella 
strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

798674 798712 36 74 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 

ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

806314 806352 36 74 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
in 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
eria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 

830832 830870 36 74 gi|265678492|ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

832388 832426 36 74 gi| 265678491 |ref|NR_028794.1| Enterococcus 
n 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 

879034 879072 36 74 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
storis strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


marinus subsp. pa 


Prochlorococcacea 
6 
hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


strain E6844 16S 
Firmicutes; Lacto 


15048 Bacteria_16S 
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615048 Bacteria_16S 


Prochlorococcus. 

883643 883693 18 68 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


e; 


897365 897403 36 74 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 


gi 


Enterococ 


896853 89837 


265678455 
equence 
eria; Synt 


265678446 
6 


cus. 


962384 962422 36 74 gi 


265678403 


pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 


ref 
roph 


ref 


ref 


NR_028757.1 
883190 884650 
obacterales; 
NR_028748.1 
Enterococcus 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Enterococcus avium 


avium Bacteria; 


NR_028705.1 
961894 963406 


Enterococcus 
Enterococcus 


strain FC 097-2 1 
Tenericutes; Moll 


615048 Bacteria_16S 


985253 985291 36 
6S ribosomal RNA, 


74 gi 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678387 


ref|NR_028689.1 
5 Acholeplasma 
eplasma. 


Acholeplasma vituli 
vituli Bacteria; 


615048 Bacteria_16S 996202 996240 36 74 gi|265678380|ref|NR_028682.1| Granulicatella elegans 

strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 

Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

615048 Bacteria_16S 1018887 1018925 36 74 gi|265678365|ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

615048 Bacteria_16S 1032675 1032713 36 74 gi|265678356|ref|NR_028658.1| Lactobacillus 

satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 

satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

615048 Bacteria_16S 1080957 1080995 36 74 gi|265678322|ref|NR_028624.1| Bacillus funiculus 

strain NAFO01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 1082484 1082522 36 74 gi|265678321|ref|NR_028623.1| Lactobacillus equi 

strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

615048 Bacteria_16S 1087030 1087068 36 74 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 

1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 

Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 1091679 1091717 36 74 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 

strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

615048 Bacteria_16S 1124975 1125013 36 74 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 

strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 

Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

615048 Bacteria_16S 1165773 1165811 36 74 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 

DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

615048 Bacteria_16S 1177864 1177902 36 74 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
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6 
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1177428 11788 
Spirochaetales; Brachyspiraceae; 


1296399 12978 


16S ribosomal RNA, partial sequence 1417633 14190 
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icoccus. 
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coccus. 
228715348 
sequence 
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mily XI. I 


68 Brachyspira murdochii DSM 12563 


ira. 
ref|NR_024822.1| Brevibacillus 

1254345 1255845 Brevibacillus 
revibacillus. 
ref|NR_025644.1| Jeotgalicoccus 

1284334 1285840 Jeotgalicoccus 
ref|NR_025643.1| Jeotgalicoccus 

1285891 1287396 Jeotgalicoccus 
ref|NR_027520.1|] Staphylococcus equorum 

1293463 1294956 Staphylococcus equorum 
ref|NR_025122.1| Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 
ref|NR_027521.1| Staphylococcus 
ial sequence 1317758 1319249 


Staphylococcus. 


ref|NR_027519.1| Staphylococcus capitis 
uence 1319300 1320791 Staphylococcus 
hylococcus. 

ref|NR_027518.1| Staphylococcus 

quence 1320842 1322334 Staphylococcus 
lococcus. 

ref|NR_025719.1| Lactobacillus sakei 
ence 1326995 1328388 Lactobacillus 
obacillaceae; Lactobacillus. 
ref|NR_025680.1| Dialister invisus DSM 
39 1329962 Dialister invisus DSM 15470 
Dialister. 

ref|NR_025672.1| Bifidobacterium 
complete sequence 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


ref|NR_027228.1| Helcococcus ovis 
55 Helcococcus ovis Bacteria; 
ncertae Sedis; Helcococcus. 


224581445 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ref|NR_027227.1| Bacillus infernus 


1419106 1420613 Bacillus infernus Bacteria; 


615048 Bacteria_16S 1433531 1433569 36 74 gi|224581433|ref|NR_027215.1 
strain GD521 16S ribosomal RNA, partial sequence 1433051 14345 

Firmicutes; Bacillales; Staphylococcus. 

615048 Bacteria_16S 1441274 1441312 36 74 gi|224581427|ref|NR_027209.1 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filoba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

615048 Bacteria_16S 1472855 1472916 12 74 gi|224581402|ref|NR_024882.1 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifari 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
complex. 

615048 Bacteria_16S 1477481 1477519 36 74 gi|219878440|ref|NR_025579.1 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

615048 Bacteria_16S 1479052 1479090 36 74 gi| 219878381 |ref|NR_025520.1 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 148010 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

615048 Bacteria_16S 1482128 1482186 16 74 gi|219878151|ref|NR_025290.1 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 148170 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fu 
Fusobacterium. 

615048 Bacteria_16S 1509180 1509218 36 74 gi|219846290|ref|NR_025880.1 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 150868 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillacea 
615048 Bacteria_16S 1510759 1510797 36 74 gi| 219846273 |ref|NR_025863.1 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 151166 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 
615048 Bacteria_16S 1513628 1513666 36 74 gi|219878119|ref|NR_025258.1 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 15146 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 1583098 1583136 36 74 gi| 219878489 |ref|NR_025628.1 


strain LMG 22166 

Firmicutes; Bacil 
6 
strain LMG 22165 

Firmicutes; Bacil 
6 
LMG 22167 16S rib 
Bacillales; Bacil 


strain LMG 21727 
Firmicutes; Lacto 


strain CCUG 47334 
Bacteria; Firmicu 


strain LMG 21880 
Firmicutes; Bacil 
6 
inopinata strain 
acteria; Firmicu 


B 
6 
maitriensis strai 
Bacteria; Firmicu 
6 
R-16300 16S ribos 
Bacillales; Bacil 
6 
R-15447 16S ribos 


strain 4-1 16S ri 
Firmicutes; Bacil 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


Viridibacillus. 
74 gi 


lales; Planococcaceae; 


1584654 1584692 36 


Viridibacillus. 
74 gi 


lales; Planococcaceae; 
1586209 1586247 36 
osomal RNA, partial sequence 
laceae; Bacillus. 


1587770 1587808 36 74 


gi 
bacillales; Enterococcaceae; Enterococ 
1613737 1613827 36 125 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1630365 1630403 36 74 gi 
lales; Bacillaceae; Bacillus. 

1631906 1631944 36 74 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1635027 1635065 36 74 gi 
n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1636489 1636527 36 74 gi 
omal RNA, partial sequence 
laceae; Bacillus. 

1637980 1638018 36 
omal RNA, partial sequence 


74 gi 


Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 1651665 1651703 36 74 gi 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, 

galactosidilyticus Bacteria; Firmicutes; Bacillales; Ba 
615048 Bacteria_16S 1660906 1660944 36 74 gi 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planoco 
615048 Bacteria_16S 1685223 1685261 36 74 gi 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


6 


Bacteria; Firmicu 


15048 Bacteria_16S 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 


1689772 1689810 36 74 gi 


tes; Bacillales; Planococcaceae; Plano 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


219878487 


1585730 15872 


219878486 


16S ribosomal RNA, partial sequence 1587284 15887 


cus. 
219878467 
16132 
idiales Fa 
219878456 


16S ribosomal RNA, partial sequence 1629885 16313 


219878455 
ence 16314 
es; Erysip 
219878453 
ce 16345 
coccus. 

219878452 


1636012 1637452 Bacil 


219878451 


1637503 1638932 Bacil 


219878441 
partial se 
cillaceae; 
219878434 
sequence 

ccaceae; P 
219878418 


1684753 16861 


219878414 


coccus. 


ref|NR_025627.1 


ref|NR_025626.1 
33 Bacillus humi 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025595.1 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref 
quen 


NR_025580.1 
ce 165119 
Bacillus. 
ref|NR_025573.1 
1660434 166191 
aenisporosarcina 
ref |NR_025557.1 


ref 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Filobacillus 
cillus milosensis 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 


italicus Bacteria; 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Bacillus 
2 1652677 Bacillus 


Sporosarcina 
6 Paenisporosarcina 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 


NR_025553.1 


1689286 1690816 Planococcus rifietoensis 


strain LMG 18422 
Firmicutes; Bacil 
6 
decolorationis st 
decolorationis Ba 


antarcticus strai 
antarcticus Bacte 
6 
LMG 19981 16S rib 
Proteobacteria; 

6 

paraplantarum str 
paraplantarum Bac 
6 


strain DSM 497 16 
Firmicutes; Bacil 


strain M577-94 16 
Firmicutes; Lacto 


sulfidifaciens st 
sulfidifaciens Ba 
6 
strain DSM 9172 1 
Firmicutes; Lacto 
6 
strain DSM 11713 

irmicutes; Bacil 


F 
6 
psychrotolerans s 
psychrotolerans B 
6 
strain LMG 1945, 
Proteobacteria; 
6 
CIP 106764 16S ri 
Firmicutes; Lacto 


B 


anguinicola stra 
anguinicola Bact 


nnn an 


strain DSM 12654 
Firmicutes; Bacil 


615048 Bacteria_1 


strain DSM 20285 
Firmicutes; Lacto 


615048 Bacteria_1 


strain LMG 18435 
Firmicutes; Bacil 


615048 Bacteria_1 


strain LMG 17489 

Firmicutes; Bacil 
6 
strain m2661/98/1 
Firmicutes; Lacto 
6 
strain 581 

Firmicutes; 


16S r 
Bacil 


615048 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


615048 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


G 
15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 
rain CCUG 44365 16S ribosomal RNA, parti 
Firmicutes; 
1857146 1857184 36 
6S ribosomal RNA, partial sequence 1856650 18581 
Carnobacteriaceae; 
1890991 1891029 36 
16S ribosomal RNA, partial sequence 1890504 18919 

Bacillaceae; 
1892512 1892550 36 
train DSM 11706 16S ribosomal RNA, parti 
Firmicutes; 
1898736 1898774 36 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1903109 1903147 36 
bosomal RNA, partial sequence 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


lales; 


cteria; 


ria; 


teria; 


lales; 


bacillales; 


cteria; 


bacillales; 


lales; 


acteria; 


bacillales; 


eria; 


lales; 


6S 


bacillales; 
6S 


lales; 
6S 


lales; 


bacillales; 


lales; 


ria; 


615048 Bacteria_16S 


Firmicutes; 
1911804 1911842 36 
16S ribosomal RNA, partial sequence 1911333 19128 

Planococcaceae; 
1918001 1918039 36 
16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; 


Proteobacteria; 


1752381 1752419 36 
16S ribosomal RNA, partial sequence 1751903 17534 
Bacillaceae; 
1802268 1802306 36 
rain LMG 19507 16S ribosomal RNA, part 
Firmicutes; 
1808460 1808498 36 
n CMS 26o0r 16S ribosomal RNA, partial 
Firmicutes; 
1814570 1814608 36 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1840569 1840607 36 
ain DSM 10667 16S ribosomal RNA, parti 
Firmicutes; 
1842108 1842146 36 
S ribosomal RNA, partial sequence 
Bacillaceae; 
1843673 1843711 36 
S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


Bacillales; 


1854194 1854232 36 


Aerococcaceae; 


1908788 1908826 36 
in CCUG 43001 16S ribosomal RNA, parti 
Lactobacillales; Aeroc 


1940778 1940816 36 
16S ribosomal RNA, partial sequence 1940300 19418 

Bacillaceae; 
1945487 1945525 36 
16S ribosomal RNA, partial sequence 1945009 19464 

Bacillaceae; 
1960653 1960691 36 
16S ribosomal RNA, partial sequence 


Enterococcaceae; 


1974129 1974167 36 
ibosomal RNA, partial sequence 

Planococcaceae; 
1981930 1982020 36 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
1983515 1983605 36 
n Sy t2 16S ribosomal RNA, partial sequence 
Deltaproteobacter 


1985099 1985189 36 


74 


Bacillus. 


Bacillales; 


Lactobacillales; 


gi|219878372 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


74 gi|219878334|ref|NR_025473.1| Bacillus 
ial sequence 1801788 1803290 Bacillus 
Bacillaceae; Bacillus. 
74 gi|219878330|ref|NR_025469.1| Planococcus 
sequence 1807983 1809461 Planococcus 
Planococcaceae; Planococcus. 
74 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
1814099 1815595 Fulvimonas soli Bacteria; 
anthomonadaceae; Fulvimonas. 
74 gi|219878308|ref|NR_025447.1| Lactobacillus 
al sequence 1840072 1841573 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
74 gi|219878307|ref|NR_025446.1| Bacillus halodurans 


Bacillus. 


Bacillus. 


Bacillales; 


1841624 18431 


32 Bacillus halodurans Bacteria; 


74 gi|219878306|ref|NR_025445.1| Isobaculum melis 
1843183 1844697 Isobaculum melis Bacteria; 
Isobaculum. 
74 gi|219878298|ref|NR_025437.1| Globicatella 
al sequence 1853726 1855215 Globicatella 
Lactobacillales; Aerococcaceae; Globicatella. 
74 gi|219878296|ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


Trichococcus. 
74 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 
74 gi|219878269|ref|NR_025408.1| Bacillus 
al sequence 1892040 1893527 Bacillus 
Bacillaceae; Bacillus. 

74 gi|219878264|ref|NR_025403.1| Brackiella oedipodis 
nce 1898281 1899753 Brackiella oedipodis Bacteria; 
caligenaceae; Brackiella. 

74 gi|219878261|ref|NR_025400.1| Facklamia miroungae 


Facklamia. 


74 


74 


Ureibacillus. 


Bacillus. 


Bacillus. 


1902626 19040 


219878257 
al sequenc 


gi 


gi| 219878255 


74 gi| 219878249 
Pediococcus. 

74 gi| 219878234 

74 gi| 219878231 

74 gi| 219878221 
19601 

Vagococcus. 

74 gi|219878212 


Marinibacillus. 


125 


125 


125 


1973642 19751 


gi| 219878207 

1981436 19829 
Sorangiineae; 

gi| 219878206 


ia; 


gi|219878205 


apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 


apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; 


Chondromyces. 


occaceae; 


Myxococcal 


30 Facklamia miroungae Bacteria; 


Aerococcus 
6 Aerococcus 


ref|NR_025396.1 
e 1908318 190981 
Aerococcus. 
ref|NR_025394.1 
21 Ureibacillus 


Ureibacillus terrenus 
terrenus Bacteria; 


ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


ref|NR_025360.1| Vagococcus fessus 
67 1961603 Vagococcus fessus Bacteria; 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 
ref|NR_025346.1| Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025345.1] Chondromyces 

1983024 1984558 Chondromyces 
es; Sorangiineae; Polyangiaceae; 


ref|NR_025344.1] Chondromyces 
1984609 1986142 Chondromyces 
Sorangiineae; Polyangiaceae; 


6 
Pp 
Pp 
6 


strain SW-72 16S 
Firmicutes; Bacil 


Firmicutes; Bacil 
6 
strain TF-12 16S 
Firmicutes; Bacil 
6 
strain TF-11 16S 


irmicutes; Bacil 


leistocenium str 
leistocenium Bac 


F 
6 
Pp 
Pp 
6 
Vv 
Bacteria; Firmicu 
6 
pantheris strain 
pantheris Bacteri 
hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 
6 
strain NRRL B-231 
irmicutes; Bacil 


lkaliphilus stra 
acteria; Firmicu 


F 
6 
a 
B 
6 
brasilensis strai 
brasilensis Bacte 
6 
strain YKJ-10 16S 
irmicutes; Bacil 


F 
6 
aquimarina strain 
Bacteria; Firmicu 
6 
strain ATCC 17747 
Firmicutes; Clost 
6 
strain MT-1077 16 
Firmicutes; Lacto 


6 
cinnamivorans str 
cinnamivorans Bac 
6 
koreense strain J 
Bacteria; Firmicu 


615048 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 
6 
strain ATCC 43198 
Firmicutes; Lacto 
6 
strain ATCC 51266 
Firmicutes; Lacto 


615048 Bacteria_16S 


selangorensis str 
selangorensis Bac 


615048 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


15048 Bacteria_16S 
aucivorans strai 
aucivorans Bacte 
15048 Bacteria_16S 


615048 Bacteria_16S 
strain TF-9 16S r 
15048 Bacteria_16S 
15048 Bacteria_16S 
15048 Bacteria_16S 
15048 Bacteria_16S 
iridans strain M 


15048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


2039845 2039883 36 74 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; 
2095077 2095115 36 74 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2114820 2114858 36 74 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
2123923 2123961 36 74 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2125479 2125517 36 74 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2169309 2169347 36 74 gi 
ain FTR1 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; Ca 
2185983 2186021 36 74 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2196596 2196634 36 74 gi 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; Lactob 
2261986 2262024 36 74 gi 
train SL6 16S ribosomal RNA, partial s 
acteria; Thermodesulfobacteria; Thermo 
erium. 

2285007 2285045 36 74 gi 
54 16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2313585 2313623 36 74 gi 
in T8 16S ribosomal RNA, partial seque 
tes; Bacillales; Salinicoccus. 

2316629 2316667 36 74 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
2381674 2381712 36 74 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2398347 2398385 36 74 
SW28 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; Sporo 
2402903 2402941 36 74 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2404459 2404497 36 74 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2430334 2430424 36 125 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2444068 2444106 36 74 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2589288 2589326 36 74 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2590867 2590905 36 74 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2592441 2592479 36 74 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2617121 2617159 36 74 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2621673 2621711 36 74 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 


gi 


gi 


gi 


gi 


gi 
seque 
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2633839 2633877 36 74 gi 


Lactobacillales; Aero 


219878168 
equence 
coccaceae; 

219878125 


2094597 20961 


219857658 


2114343 21158 


219857652 


2123444 21249 


219857651 


2125001 21265 


219857622 
quence 
rnobacteri 
219857608 
nce 21855 
e; Carnoba 
219857601 
sequence 
acillaceae 
219857558 
equence 
desulfobac 


219857542 
22845 


219857520 
nce 23131 


219857518 
quence 

llaceae; P 
219857472 


2381197 23827 


219857461 
nce 23978 
sarcina. 

219857458 
24024 
Veillonel 
219857457 


2403965 24054 


illus. 
219857437 
quence 
diales; Ru 
219857423 
e 24435 
microbium. 
219857275 
25888 
cus. 
219857274 
25903 
cus. 
219857273 
25919 
cus. 
219857254 
al sequenc 
ctobacilla 
219857251 
ence 26212 
microbium. 
219857236 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 


alkanoclasticum B 


acteria; Firmicutes; Bacillales; Plano 


coccaceae; 


NR_025307.1 
2039358 204086 
osicoccus. 


ref |NR_025264.1 


ref|NR_025247.1 


ref |NR_025241.1 


ref |NR_025240.1 


ref|NR_025211.1 

2168820 217030 
aceae; Carnobact 
ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 
ref|NR_025146.1 

2261503 226299 
teriales; Thermo 


ref |NR_025130.1 
30 2285939 Bacill 


ref|NR_025108.1 
25 2314583 Salini 


ref|NR_025106.1 
2316148 231753 
aenibacillus. 
ref|NR_025060.1 


ref |NR_025049.1 
69 2399376 Sporos 


ref |NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_025045.1 
86 Lactobacillus 


ref|NR_025025.1 
2429869 243135 
minococcaceae; P 
ref|NR_025011.1 
92 2445097 Planom 


ref |NR_024906.1 
00 2590328 Entero 


ref |NR_024905.1 
79 2591887 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref|NR_024881.1 
00 2622680 Planom 


Dolosicoccus 
7 Dolosicoccus 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Carnobacterium 
5 Carnobacterium 
erium. 

Carnobacterium 
acterium viridans 


Lactobacillus 
0 Lactobacillus 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


desulfobacteriaceae; 


Bacillus sonorensis 
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615048 Bacteria_16S 2673121 2673159 36 74 gi| 219857207 |ref|NR_024835.1 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 267416 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobaci 
615048 Bacteria_16S 2694074 2694112 36 74 gi|219857192|ref|NR_024820.1 
strain IST7 16S ribosomal RNA, partial sequence 2693690 26949 

Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

615048 Bacteria_16S 2696976 2697014 36 74 gi|219857190|ref|NR_024818.1 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 269800 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
615048 Bacteria_16S 2698530 2698568 36 74 gi|219857189|ref|NR_024817.1 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacte 
Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 2706168 2706206 36 74 gi|219857184|ref|NR_024812.1 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 270719 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae § 
615048 Bacteria_16S 2712070 2712108 36 74 gi|219857180|ref|NR_024808.1 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 27129 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 2725746 2725784 36 74 gi|219857170|ref|NR_024798.1 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 27267 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 2745186 2745224 36 74 gi|219857157|ref|NR_024785.1 
Al1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

615048 Bacteria_16S 2769001 2769039 36 74 gi|219857138|ref|NR_024766.1 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 27700 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 2817282 2817320 36 74 gi| 219856912 |ref|NR_024733.1 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 281828 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelo 
Coprobacillus. 

615048 Bacteria_16S 2844587 2844625 36 74 gi|219856894|ref|NR_024713.1 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacte 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

615048 Bacteria_16S 2869390 2869428 36 74 gi|219856878|ref|NR_024697.1 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 286889 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacil 
615048 Bacteria_16S 2872547 2872585 36 74 gi|219856876|ref|NR_024695.1 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 2878858 2878896 36 74 gi|219856872|ref|NR_024691.1 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacte 
Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 2880424 2880462 36 74 gi|219856871|ref|NR_024690.1 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 28814 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 2907693 2907731 36 74 gi| 219856851 |ref|NR_024670.1 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 290869 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

615048 Bacteria_16S 2909239 2909277 36 74 gi|219856850|ref|NR_024669.1 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 291023 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

615048 Bacteria_16S 2910783 2910821 36 74 gi| 219856849 |ref|NR_024668.1 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 291177 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

615048 Bacteria_16S 2912325 2912363 36 74 gi| 219856848 |ref|NR_024667.1 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

615048 Bacteria_16S 2913869 2913907 36 74 gi| 219856847 |ref|NR_024666.1 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 291486 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

615048 Bacteria_16S 2915412 2915450 36 74 gi|219856846|ref|NR_024665.1 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

615048 Bacteria_16S 2916954 2916992 36 74 gi| 219856845 |ref|NR_024664.1 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 291794 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

615048 Bacteria_16S 2945637 2945675 36 74 gi|219856826|ref|NR_024645.1 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 294667 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
615048 Bacteria_16S 2998777 2998815 36 74 gi|219846924|ref|NR_026516.1 
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Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

615048 Bacteria_16S 3048923 3048961 36 74 gi|219846889|ref|NR_026481.1 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremoc 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

615048 Bacteria_16S 3067056 3067094 36 74 gi| 219846877 |ref|NR_026469.1 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 30679 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

615048 Bacteria_16S 3069991 3070029 36 74 gi| 219846875 |ref|NR_026467.1 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagoco 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

615048 Bacteria_16S 3089616 3089654 36 74 gi|219846862|ref|NR_026454.1 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 309052 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulica 
615048 Bacteria_16S 3091052 3091090 36 74 gi|219846861|ref|NR_026453.1 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

615048 Bacteria_16S 3100083 3100121 36 74 gi|219846855|ref|NR_026447.1 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bact 
Lactobacillales; Aerococcaceae; Facklamia. 

615048 Bacteria_16S 3140531 3140569 36 74 gi| 219846828 |ref|NR_026420.1 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacte 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

615048 Bacteria_16S 3142090 3142128 36 74 gi| 219846827 |ref|NR_026419.1 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 31431 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

615048 Bacteria_16S 3164931 3164969 36 74 gi|219846812|ref|NR_026404.1 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

615048 Bacteria_16S 3180061 3180099 36 74 gi|219846801|ref|NR_026393.1 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Fackla 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

615048 Bacteria_16S 3245462 3245500 36 74 gi| 219846757 |ref|NR_026349.1 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 32464 

Bacillales; Listeriaceae; Listeria. 

615048 Bacteria_16S 3302961 3302999 36 74 gi|219846719|ref|NR_026311.1 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus 
Firmicutes; Bacillales; Salinicoccus. 

615048 Bacteria_16S 3391136 3391194 16 74 gi| 219846651 |ref|NR_026243.1 
strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

615048 Bacteria_16S 3525354 3525412 16 74 gi| 219846559 |ref|NR_026151.1 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 35264 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

615048 Bacteria_16S 3534495 3534533 36 74 gi|219846553|ref|NR_026145.1 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 353553 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 3536062 3536100 36 74 gi|219846552|ref|NR_026144.1 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus hal 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 3537620 3537658 36 74 gi|219846551|ref|NR_026143.1 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 3542318 3542356 36 74 gi| 219846548 |ref|NR_026140.1 
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615048 Bacteria_16S 4004069 4004107 36 74 gi|219846222|ref|NR_025812.1 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 400502 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus 

615048 Bacteria_16S 4031320 4031410 36 125 gi|219846202|ref|NR_025792.1 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glyco 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glyco 
615048 Bacteria_16S 4032870 4032960 36 125 gi|219846201|ref|NR_025791.1 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glyco 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glyco 
615048 Bacteria_16S 4034424 4034514 36 125 gi|219846200|ref|NR_025790.1 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 403395 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glyco 
Glycomycetaceae; Glycomyces. 

615048 Bacteria_16S 4040458 4040496 36 74 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 4041917 4041955 36 74 gi|219846195|ref|NR_025785.1 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 4043453 4043487 40 74 gi|219846191|ref|NR_025781.1 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 404443 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
615048 Bacteria_16S 4070561 4070599 36 74 gi|219846172|ref|NR_025762.1 
strain PV1l 16S ribosomal RNA, partial sequence 4070099 40715 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

615048 Bacteria_16S 4102266 4102304 36 74 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

615048 Bacteria_16S 4106799 4106837 36 74 gi|219846148|ref|NR_025738.1 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
615048 Bacteria_16S 4131065 4131103 36 74 gi|219846126|ref|NR_025716.1 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

615048 Bacteria_16S 4171202 4171240 36 74 gi|219846099|ref|NR_025689.1 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 41722 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

615048 Bacteria_16S 4181934 4181992 16 74 gi|219846089|ref|NR_025679.1 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 418295 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacter 
615048 Bacteria_16S 4187993 4188031 36 74 gi|219846084|ref|NR_025674.1 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 41889 

Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

615048 Bacteria_16S 4192603 4192641 36 74 gi|219846080|ref|NR_025670.1 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacter 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
615048 Bacteria_16S 4221374 4221412 36 74 gi|219846060|ref|NR_025650.1 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 
Bacillales; Bacillaceae; Anaerobacillus. 

615048 Bacteria_16S 4224357 4224395 36 74 gi|219846055|ref|NR_025645.1 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 422538 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

615048 Bacteria_16S 129335 129368 41 74 gi|265678976|ref|NR_029284.1 
strain ES2772 16S ribosomal RNA, partial sequence 128870 13034 

Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

615048 Bacteria_16S 144572 144605 41 74 gi| 265678966 |ref|NR_029274.1 
strain 55134 16S ribosomal RNA, partial sequence 144082 14559 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; J 
615048 Bacteria_16S 184141 184182 33 74 gi|265678940|ref|NR_029248.1 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DS 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

615048 Bacteria_16S 281732 281765 35 68 gi| 265678872 |ref|NR_029178.1 
strain W 1471 16S ribosomal RNA, partial sequence 281272 28276 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

615048 Bacteria_16S 327427 327460 41 74 gi| 265678842 |ref|NR_029147.1 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 32843 

Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

615048 Bacteria_16S 539820 539889 36 105 gi|265678692|ref|NR_028997.1 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdol 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum 
615048 Bacteria_16S 729295 729328 41 74 gi| 265678562 |ref|NR_028866.1 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 


615048 Bacteria_16S 772539 772612 42 114 gi| 265678531 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 

suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteria 
615048 Bacteria_16S 783386 783427 33 74 gi| 265678523 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnos 
615048 Bacteria_16S 836885 836970 41 125 gi| 265678488 
strain S1 16S ribosomal RNA, partial sequence 836449 83791 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
615048 Bacteria_16S 891231 891270 35 74 gi| 265678450 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
Micromonospora. 

615048 Bacteria_16S 1060110 1060143 41 74 gi| 265678337 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermal 
615048 Bacteria_16S 1147566 1147651 41 125 gi| 253680758 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 11471 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
615048 Bacteria_16S 1383574 1383615 33 74 gi| 228716944 
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Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

615048 Bacteria_16S 1451801 1451854 18 7x gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

615048 Bacteria_16S 1531803 1531856 18 TL gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

615048 Bacteria_16S 1866380 1866433 18 71 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
615048 Bacteria_16S 2046121 2046154 41 74 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

615048 Bacteria_16S 2072205 2072238 41 74 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
strain ATCC 51261 16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

615048 Bacteria_16S 2293995 2294028 41 74 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

615048 Bacteria_16S 2409062 2409147 41 125 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

615048 Bacteria_16S 2426063 2426100 36 73 gi|219857441|ref|NR_025029.1| Viridibacillus neidei 
strain BD-87 16S ribosomal RNA, partial sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

615048 Bacteria_16S 2512048 2512081 41 74 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
615048 Bacteria_16S 2629373 2629406 41 74 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

615048 Bacteria_16S 2700102 2700135 41 74 gi|219857188|ref|NR_024816.1| Prevotella salivae 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

615048 Bacteria_16S 2701645 2701678 41 74 gi|219857187|ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 


CGCCGCGTGAAGGAAGAAGTCCTTCGGGATGTAAACTTCTGAACTAATCGAATAAGAGGGTAGTGGACACACTACAGAAGAAGGTAGATTAGGAAAAGTCCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGCCCGGAATCACTGGGTGTAAAGGGGACGTAGGCGGATGATCAAGTCATCTGTGAAAAGG 
TTGCTCAACGATTGGCTTGCGGATGAAACTGGTCATCTTGGGCGTAGCAGAGGTAGACGGAATTACCTGAGTAGGGGTGAAATCCGCAGATACAGGTAAGAACGC 
CGGTGAAGAAGTTGGTCTACTGGGCTACAGCTGACGCTGAGGTCCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACGATGCTC 
ACTAGGTGTAGGGAGCGAAAGACTCTCTGTGCTGAAGCGAACGCGATAAGTGAGCCACCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGG 
TCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTAACCGAAGAACCTTACCAGGGATTGACATGTAACTGAAGGTAGAGAAATCTACTGGCCTACCGTAA 
GGTAGGAGGTTACACAGGTGGTGCACGGTCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCACAACGAGCGCAACCCCTACAATTAGTTACCAGCAAG 
TAAAGTTGGGGACACTAATTGGACAGCCGCCGACGAGGCGGAGGAAGGAGGGGATGACGTCAGATAAGCGTGCCCCTTATACTCTGGGCGACACACGTGCTACAA 
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GACCTTCGGGCCTCTCGCGTCAAGATTAGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAG 
AAGGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAAGGTAGTGTAGTTAATAGCTGCATTATTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGGTGATTAAGTCAGATGTGAAAGCCCGGGGCTCAAC 
CTCGGAACAGCATTTGAAACTGGTCACCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGA 
AGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGG 
TTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAAC 
TCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGCATACAGA 
GGGCAGCAAGCTAGCGATAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGA 
TCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGC 
TCACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNN 
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TTCGGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGACCATGG 
GATGCATGTCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACG 
CCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCAGTACCGACGAAGCGTAAGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTCCGTGAAAACTCACAACTCAATTGTGGG 
CGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTT 
CCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGT 
GGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGCGTTATGGCGGGGACTCGTGA 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTG 
CGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCC 
GTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTTGGATAAGCGCTGGAAACGGCGTCTAATACTGGATA 
CGAGTAGCGATCGCATGGTCAGTTACTGGAAAGATTTTTTAGTTGGGGATGGGCTCGCAGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACG 
GGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGA 
TGCAGCAACGCCGCGTGADGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGAGGCT 
CAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATG 
GCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAG 
TTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCC 
GCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACT 
CGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTG 
GGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGT 
ACAATGGGCAGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATC 
GCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCCTTGTG 
GGAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGGGGCAGCAGGCCGG 
GACTTCGGTCCCGGTGCTGGCGACCGGCGGACGGGTGCGTAACACGTAGCTACTTGCCCTCCAGAGGGGGATAACCCGGGGAAACCCGGGCTAATACCGCATATA 
CCCGAGAGGGGAAAGGTCGTAAGACCGCTGGAGGATAGGGCTGCGGCGTATCAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGATGACGCGTAGCTGGTCTGA 
GAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCATGGGCAATGGGCGAAAGCCTGACCCTGCAACGCCGC 
GTGGAGGAAGAAGCCCTTCGGGGTGTAAACTCCTTTTCTGGGGGAAGAGAGAGACGGTACCCCAGGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGGGGGAGCGAGCGTTACTCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCTTGGTAAGTTGGGAGTGAAATCCCACGGCTCAACCGTGGAACTGCTTCC 
AAAACTGCCAAGCTAGAGTCCGGGAGAGGCCGAGGGAATTCCTGGTGTAGGGGTGAAATCCGTAGAGATCAGGAGGAATGCCGAAAGCGAAGGCGCTCGGCTGGA 
ACGGAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGGTACTAGTGGTTGGGGGGATAGTCCC 
CCAGTCACGCAGCTAACGCGATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATAGACGGGGACCCGAACAAGCGGTGGAGCATGTGG 
TTTAATTCGAAGATACGCGAAGAACCTTACCTGGGCTTGACATCCGGGGAACCTCCCAGAGATGGGGAGGGTGCCAACTTTCGGTTGGAACCCCGAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCCTAGTTGGCAGCAGTTCGGCTGGCCACTCTAGGGGG 
ACTGCCCGGGTAACCGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGCCCAGGGCGACACACGTGCTACAATGGCGAGGACAAAGAGAGGCAAA 
CCCGCGAGGGGGAGCAAATCTCAAAACCTCGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGGCGGAATCGCTAGTAATCGTGGATCAGCCATGCC 
ACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTCGGGCTCACCCGAAGTCGGTATCCCCAAGATGGGGGCCGCCGACGGTGGGTN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTAGAACGCTAGCGGGAGGCCTAACACATGCAAGCCGAGCGGTAGAGTCTCTTCGG 
AGACTTGAGAGCGGCGTACGGGTGCGGAACACGTGTGCAACCTGCCTTTATCAGGGGGATAGCCTTTCGAAAGGAAGATTAATACCCCATAATATATTTTGAGGC 
ATCTTAAGATATTGAAAACTCCGGTGGATAAAGATGGGCACGCGCAAGATTAGATAGTTGGTGGGGTAACGGCCTACCAAGTCAATGATCTTTAGGGGGCCTGAG 
AGGGTGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGCGAGCCTGATCCAGCCATCCCGCG 
TGAAGGACGACGGCCCTATGGGTTGTAAACTTCTTTTGTACAGGGATAAACCTTTCCACGTGTGGAAAGCTGAAGGTACTGTACGAATAAGCACCGGCTAACTCC 
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2805177 2805230 18 71 gi 
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615048 Bacteria_16S 


omonosp 
219857161 
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16S ribosomal RNA, partial sequence 2798665 28 
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16S ribosomal RNA, partial sequence 2800187 28 
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16S ribosomal RNA, partial sequence 2801710 28 
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16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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6S ribosomal RNA, partial sequence 2828900 28303 
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omonospori 
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e; Verrucosispora. 
3145091 3145124 41 74 gi| 219846825 


3144616 31460 


219846771 


252 
ori 


27 
Ther 


388 
mod 


sequ 
Acti 


e 
n 


ne 


0 
fo) 


01 
ri 


0 
fo} 


16 
EL 


0 
fo) 


31 
ri 


047 
ori 


seque 
Actin 


nce 
omy: 


nce 
omy 


seque 
Actin 


sequence 
Actinomy 


quence 


nce 
es; 


Euba 
cystacea 


ae; Oren 


hermus. 
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e 2795622 279709 
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ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref |NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref |NR_024741.1 
2804752 280622 
cetales; Micromo 
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2806275 280774 
cetales; Micromo 


ref |NR_024739.1 
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w 
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Thermodesulfobium 
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hermodesulfobium. 
Actinoplanes 

4 Actinoplanes 


monosporineae; 


Actinoplanes lobatus 
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poraceae; Actinoplanes. 
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italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 
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poraceae; Actinoplanes. 
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Actinoplanes 

4 Actinoplanes 
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Catenuloplanes crispus 
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Eubacterium 
6 Eubacterium 
cterium. 
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Thermus antranikianii 


55 Thermus antranikianii Bacteria; 
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Prevotella pallens 
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Micromonospora 
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Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 
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Desulfovibrio 

ovibrio acrylicus 

aceae; Desulfovibrio. 
Polaribacter 

bacter franzmannii 

ribacter. 

Thermus filiformis 


26 Thermus filiformis Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 
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Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Chitinibacter 
ibacter tainanensis 
ibacter. 

Lactobacillus perolens 
perolens Bacteria; 


Lactobacillus 
Lactobacillus 
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Facklamia sourekii 


Facklamia sourekii Bacteria; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Lactobacillus lindneri 
lindneri Bacteria; 


ref|NR_029261.1 
163866 165437 
Lactoba 
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Firmicutes; 
6 
ingluviei strain 
acteria; 
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6 
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strain B-3 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
265678801 
RNA, parti 
indicus Bacteria; 


mmonificans stra 


aerimneri strain 
aerimneri Bacter 
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alixensis strain 
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ligofermentans s 
ligofermentans B 
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Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
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Firmicutes; 
15048 Bacteria_16S 

revisanii strain 
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ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 


16S 303009 303047 36 74 gi 


16S 380235 380267 42 74 gi 
indicus strain NCC725 16S ribosomal 


llus delbrueckii subsp. 


16S 407927 407959 42 74 


gi 


16S 411034 411066 42 74 


gi 
ia; Firmicutes; Lactobacillales; 
16S 412634 412666 42 74 
Kx156A7 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; 
16S 414238 414270 42 74 
Kx127A2 16S ribosomal RNA, 
ia; Firmicutes; Lactobacillales; 
16S 455889 455921 42 74 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 
16S 497096 497128 42 74 gi 
M512/02/1 16S ribosomal RNA, partial 
ia; Firmicutes; Lactobacillales; 
16S 512440 512472 42 74 gi 
CCUG 47156 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; 
603429 603461 42 74 gi 
16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; Thermovi 
626225 626281 18 74 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
707643 707699 18 74 


gi 


Lactob 
gi 


gi 


775694 775726 42 74 
ibosomal RNA, partial sequence 
Streptococcaceae; Streptoc 
807931 807963 42 74 gi 
KR3 16S ribosomal RNA, partial sequence 
Lactobacillales; Lactobacillaceae; 
868772 868828 18 74 gi 

"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
915953 915985 42 74 gi 


gi 


290399 29196 


265678858 
302503 30397 


265678783 
in HB-1 16S ribosomal RNA, partial sequence 
mmonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriac 
265678780 
GDA154 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 
265678779 
complete sequence 
acillaceae; 
265678778 
complete sequence 
Lactobacillaceae; 
265678747 
equence 
Streptococ 
265678720 
sequence 
Streptococcaceae; 
265678710 
sequence 
Streptococcaceae; 
265678649 


60290 


brio. 

265678634 
625776 62729 
Ilyobacter. 

265678577 
707255 70861 
ionibacter 


265678529 
775183 77669 
occus. 

265678507 


80741 
Lactobac 


265678466 
ial sequen 
obacteriac 
265678434 


intermedius strain 1877 16S ribosomal RNA, partial sequence 91544 


acteria; 


alivarius strain 
alivarius Bacter 


B 
6 
s 
s 
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Firmicutes; 


pneumoniae strain 
pneumoniae Bacter 
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Firmicutes; 
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Lactobacillales; 
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Lactobacillales; Streptococcaceae; 
932953 932985 42 74 gi 
HO 66 16S ribosomal RNA, 
ia; Firmicutes; Lactobacillales; 
1020492 1020524 42 74 
complete sequence 
Streptococcaceae; 

1022045 1022077 42 74 
ATCC 33400 16S ribosomal RNA, complete 
ia; Firmicutes; Lactobacillales; 
1023616 1023648 42 74 

ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1049601 1049633 42 74 


gi 
Streptoc 

gi 

gi 


Streptoc 
gi 


Streptoc 


265678423 
complete sequence 

Lactobacillacea 
265678364 
1019984 10214 
occus. 
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Streptococcacea 
265678362 
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occus. 

265678345 


Firmicutes; 
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eae. 

ref 
als 


NR_029106.1 
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ref|NR_029088.1 

407444 408915 
eae; Thermovibri 
ref|NR_029085.1 
10506 41207 
Lactobacillu 
ref|NR_029084.1 

412124 413673 

Lactobacillus 
ref |NR_029083.1 
413724 415278 
Lactobacillu 
ref |NR_029052.1 

455417 456926 
caceae; Streptoc 
ref |NR_029025.1 
496622 498127 
Streptococcu 
ref|NR_029015.1 
11957 513395 
Streptococcus. 
ref |NR_028954.1 
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rs 


uo 


ref |NR_028939.1 


ref|NR_028882.1 


ineae; Propionib 


ref |NR_028833.1 
4 Streptococcus 


ref |NR_028810.1 
2 808917 Lactob 
illus. 
ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028725.1 
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e; Lactobacillu 
ref|NR_028666.1 
95 Streptococcus 


ref|NR_028665.1 

1021546 102306 
e; Streptococcus 
ref|NR_028664.1 
30 Streptococcus 


ref|NR_028647.1 


lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 


lithotrophicum Ba 


cteria; Aquificae; Aquificales; 


Desulfurobacteriaceae; 


Lactobacillales; 


Ss. 


16S 231608 231664 18 74 gi|265678908|ref|NR_029216.1| Propionigenium 
Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 

; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

16S 290927 290959 42 74 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Lactobacillus 
379741 381255 


Thermovibrio 
Thermovibrio 
oO. 
Lactobacillus 
Lactobacillus 


n 


Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 


Ss. 


Streptococcus 
Streptococcus 
occus. 

Streptococcus 
Streptococcus 


Ss. 


Streptococcus 
Streptococcus 


acteriaceae; 


sinensis Bacteria; 


Lactobacillus 
acillus ingluviei 


Leptotrichia 
Leptotrichia 


a. 
Streptococcus 


Lactobacillus 
Lactobacillus 
gordonii Bacteria; 
Streptococcus 


0 Streptococcus 


mitis Bacteria; 


Balnearium 


1049100 105058 


0 Balnearium 


Balnearium. 


Clostridium innocuum 
7 Clostridium innocuum Bacteria; 


Lactobacillaceae; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Ilyobacter tartaricus 
0 Ilyobacter tartaricus Bacteria; 


Luteococcus peritonei 
7 Luteococcus peritonei Bacteria; 


Streptococcus sinensis 


ococcus intermedius 
ccus anginosus group. 


Streptococcus gordonii 


Streptococcus mitis 


strain I-273 16S 
Firmicutes; 


strain Kx146A4 16 
Firmicutes; 


strain EX-H1 16S 
Aquificae; Aquifi 


mitsuokai DSM 158 
15897 Bacteria; 


gallinaceus strai 
gallinaceus Bacte 


strain HI 11/12 1 
Bacteria; Aquific 


azorense Az-Ful s 
azorense Az-Ful B 


dysgalactiae subs 
Streptococcaceae; 


pseudopneumoniae 
pseudopneumoniae 
6 
saccharolyticum s 
1498218 Ha 
Halanaerobiales; 
6 
strain ATCC 25258 
Bacteria; Firmicu 
6 
strain LB37 16S r 
Fusobacteria; Fus 


615048 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


615048 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


615048 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; G 
6 
strain ATCC 19645 
Firmicutes; Lacto 


615048 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


615048 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


615048 Bacteria_16S 
6S ribosomal RNA, partial sequence 1838512 18400 


strain DSM 5661 1 
Firmicutes; Lacto 


615048 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


615048 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


615048 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


615048 Bacteria_16S 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 


615048 Bacteria_16S 


Lacto 
615048 Bacteria_16S 


Lacto 
615048 Bacteria_16S 
615048 Bacteria_16S 
F 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


1117356 1117388 42 74 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
1123469 1123501 42 74 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1191402 1191434 42 74 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; 
1206663 1206699 36 


gi 


gi 


gi 


72 gi 


1224654 1224686 42 74 


gi 
Firmicutes; Lactobacillales; 
1230795 1230827 42 74 

6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1241412 1241444 42 74 gi 


ria; 
gi 


1322889 1322921 42 74 gi 
p- dysgalactiae strain ATCC 43078 16S 


Streptococcus. 

1410501 1410533 42 74 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1497224 1497296 43 114 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
1525771 1525803 42 74 gi 
16S ribosomal RNA, partial sequence 


bacillales; Lactobacillaceae; Lactobac 
1943926 1943958 42 74 gi 
16S ribosomal RNA, complete sequence 

tes; Lactobacillales; Lactobacillaceae 
2082973 2083005 42 74 gi 
ATCC 33200 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Lactob 
2087526 2087558 42 74 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2231365 2231397 42 74 gi 


Streptoc 


Lactobac 


Persephone 


97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
615048 Bacteria_16S 
n CCUG 42692 16S ribosomal RNA, partia 
Stre 


train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
615048 Bacteria_16S 


il 


v 


ac 


1 


16 
ch 


su 


265678297 
1116890 11182 
occus. 
224581425 
1122944 11244 
illus. 
228715750 
1190944 11924 
lla. 
228715354 
12061 
richales; 
219878314 
1 sequence 
ptococcace 
219878275 
complete sequence 1230306 12317 
rinis. 
219878120 
1 sequence 
genotherma 
228715345 
ribosomal 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


224581432 
sequence 

Streptoco 
219846665 
S riboso 
arolytic 


219857499 


15252 


tes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1566392 1566448 18 74 gi|219846058|ref|NR_025648.1 
ibosomal RNA, partial sequence 1565947 1567431 Leptotrichia 
obacteriales; Fusobacteriaceae; Leptotrichia. 

1567927 1567983 18 74 gi| 219846057 |ref|NR_025647.1 
ibosomal RNA, partial sequence 1567482 1568967 Leptotrichia 
obacteriales; Fusobacteriaceae; Leptotrichia. 

1609296 1609328 42 74 gi|219878470|ref|NR_025609.1 
m strain CECT 5772 16S ribosomal RNA, partial sequence 160886 
atorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; 

1737127 1737219 31 122 gi| 219878383 |ref|NR_025522.1 
ibosomal RNA, partial sequence 1736673 17381 
ammaproteobacteria; Oceanospirillales; Oleispira. 

1744863 1744895 42 74 gi|219878377|ref|NR_025516.1 

16S ribosomal RNA, partial sequence 1744369 1745812 Strept 
bacillales; Streptococcaceae; Streptococcus. 

1831347 1831403 18 74 gi|219878315|ref|NR_025454.1 
S ribosomal RNA, partial sequence 1830898 18324 
obacteriales; Fusobacteriaceae; Ilyobacter. 

1837449 1837481 42 74 gi|219878310|ref|NR_025449.1 
in DSM 6629 16S ribosomal RNA, partial sequence 1836949 183846 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 

1839012 1839044 42 74 gi|219878309|ref|NR_025448.1 


lus. 


219878232 


19433 
Lactobac 


219878134 
se 


quence 
illaceae 


219878131 


sequence 
1lfurobac 


219857578 


ref|NR_028598.1 
82 Streptococcus 


ref|NR_027206.1 
63 Lactobacillus 


ref |NR_027538.1 
06 Persephonella 


ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025453.1 
1224170 122567 
ae; Streptococcu 
ref|NR_025414.1 
93 Thermocrinis 


ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref|NR_027517.1 
RNA, partial seq 


ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_026257.1 
mal RNA, complet 
um Bacteria; Fir 
ref |NR_025087.1 
89 1526784 Lactob 


21 Lactobacillus 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref |NR_025166.1 


Streptococcus pyogenes 
pyogenes Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Persephonella marina 
marina EX-H1l Bacteria; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 

Streptococcus 
1 Streptococcus 
Ss. 

Thermocrinis albus 


albus DSM 14484 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Streptococcus 
uence 1322385 1323890 


Streptococcus 
6 Streptococcus 
coccus. 
Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Lactobacillus jensenii 
acillus jensenii 


Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Lactobacillus 
3 Lactobacillus 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 


Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 


Persephonella 


2230913 2232371 Persephonella guaymasensis 


strain ATCC 29178 
Firmicutes; 


strain ATCC 49929 


Bacteria; Actinob 


Propioniferax. 
6 
didelphis strain 
didelphis Bacteri 


sublithincola str 
sublithincola Bac 


olivapovliticus s 
olivapovliticus B 
6 
strain CCUG 43179 
Bacteria; Firmicu 
6 
strain T1-X7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
15048 Bacteria_16S 
risratti strain ATCC 700640 16S ribosomal RNA, partial 
Strept 


risratti Bacteri 
sinigenitalis st 
arasanguinis str 
arasanguinis ATC 


anguinis strain 
anguinis Bacteri 


sychrotolerans s 
sychrotolerans B 


aldilitoris stra 
aldilitoris Bact 


itasatonis strai 
itasatonis Bacte 


TANAWAHAAAVHDDIANUDNADIAWMANANOCOD 


ydrogeniphila st 
hydrogeniphila Ba 


615048 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


615048 Bacteria_16S 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 
615048 Bacteria_16S 
n FS60-1 16S ribosomal RNA, partial se 
Lact 


subterraneus stra 
subterraneus Bact 


acidipiscis strai 
acidipiscis Bacte 


615048 Bacteria_16S 


fermentans strain 
Bacteria; 
6 


Firmicutes; 
6 


Firmicutes; 


Firmicutes; 


6 


615048 Bacteria_16S 


Lacto 
615048 Bacteria_16S 


15048 Bacteria_16S 
W94-11374-1 16S ribosomal RNA, partial 
Strept 
615048 Bacteria_16S 
ain QSSC9-3 16S ribosomal RNA, partial 
F 
615048 Bacteria_16S 
train WW2-SN4a 16S ribosomal RNA, part 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 
train IDR2-2 16S ribosomal RNA, partia 


15048 Bacteria_16S 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
15048 Bacteria_16S 


15048 Bacteria_16S 


2258849 2258881 42 74 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2357393 2357449 18 74 gi 
16S ribosomal RNA, partial sequence 


2416865 2416897 42 74 


gi 


Firmicutes; Lactobacillales; 
2423016 2423048 42 74 


a; 
gi 


teria; Bacteroidetes; Flavobacteria; 
2448660 2448692 42 74 gi 


acteria; Firmicutes; Lactobacillales; 
2465293 2465325 42 74 gi 
16S ribosomal RNA, 
tes; Lactobacillales; 
2492350 2492406 18 74 
ribosomal RNA, partial sequence 


gi 


2495400 2495432 42 74 


gi 
Firmicutes; Lactobacillales; 

2575484 2575540 18 74 gi 
rain UCD-1 16S ribosomal RNA, partial 


a; 


sinigenitalis Bacteria; Proteobacteria; Betaproteobact 
15048 Bacteria_16S 
ain ATCC 15912 16S ribosomal RNA, part 
Lactobac 


2664025 2664057 42 74 


gi 
C 15912 Bacteria; Firmicutes; 
2665587 2665619 42 74 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; 
2680739 2680771 42 74 gi 
acteria; Firmicutes; Lactobacillales; 
2689661 2689693 42 74 gi 


2704621 2704653 42 74 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; 


2727300 2727332 42 74 gi 


2731874 2731906 42 74 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 

2823316 2823348 42 74 gi 


2836997 2837029 42 74 


gi 


Firmicutes; Lactobacillales; 
2841553 2841625 43 114 gi 


ria; 


Streptoc 


acteria; Actinobacteridae; Actinomycet 


complete sequence 
Lactobacillaceae 


Strept 


Lact 


rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 


oc 


al 


s 


oc 


s 


la 


Ca 


, 


oc 


s 
oc 


se 
er 


ia 
il 


se 
oc 


af 
Ca 


qu 
ce 


se 
ob 


qu 
en 


s 
Ca 


ue 
ce 


qu 
ob 


ce 


ia 


cus. 


es; 


quence 
ia; 
lales; 


quence 


ence 
ae; H 
quenc 
acill 


e 


ence 
other 


nce 
ae; 


ence 


219857560 
22583 


219857489 
23569 
Prop 


219857448 
equence 
occaceae 
219857443 
equence 
vobacter 
219857420 
1 sequen 
rnobacte 
219857406 
24647 
Lactobac 
219857388 
2491905 24933 
occineae 
219857386 
equence 
occaceae 
219857284 


Burk 
219857214 
1 sequen 


s 


219857213 


occaceae; 
219857202 
sequence 
rnobacte 
219857196 


ydr 
219857185 


ace 
219857169 


mac 
219857166 
equence 
rnobacte 
219856908 


Hydr 
219856899 


acillace 
219856896 
28410 


Firmicu 
15048 Bacteria_16S 
strain GTC848 16S 
Lacto 
15048 Bacteria_16S 
strain 176 16S ri 
Lacto 
615048 Bacteria_16S 
strain STR Tl 16S 
Lacto 
615048 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 
15048 Bacteria_16S 


R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Halanaerobiace 
2924596 2924628 42 74 gi| 219856840 
ribosomal RNA, partial sequence 2924131 29254 
bacillales; Streptococcaceae; Streptococcus. 

2962171 2962203 42 74 gi| 219856815 
bosomal RNA, partial sequence 2961676 29631 
bacillales; Streptococcaceae; Streptococcus. 

2963720 2963752 42 74 gi|219856814 
ribosomal RNA, partial sequence 2963222 29647 
bacillales; Streptococcaceae; Streptococcus. 

2995710 2995742 42 74 gi| 219846926 
train Z-829 16S ribosomal RNA, partial sequence 
acteria; Aquificae; Aquificales; Aquificaceae; H 


ref|NR_025148.1 
45 2259880 Strep 


ref|NR_025077.1 
68 2358432 Propi 
ionibacterineae 


ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref |NR_025031.1 

2422553 242399 
iales; Flavobac 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; 
ref|NR_024994.1 


illu 
ref 


Ss. 
NR_024976.1 
; In 
ref |NR_024974.1 
2494920 249625 
; Streptococcus. 
ref|NR_024915.1 
2575008 257651 
holderiales; Alc 
ref |NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 
2665089 266654 
7 Streptococcus. 
ref |NR_024830.1 
2680270 268176 
riaceae; Alkalib 
ref |NR_024824.1 
2689164 269065 
ogenivirga. 
ref |NR_024813. 
2704122 27056 
ae; Lactobacill 
ref|NR_024797.1 
2726822 272832 
eae; Persephonel 
ref|NR_024794.1 
2731401 273285 
riaceae; Marinil 
ref|NR_024729.1 
2822817 282431 
ogenobacter. 
ref|NR_024718.1 
2836503 283790 
ae; Lactobacillu 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref|NR_024659.1 
69 Streptococcus 


GN 


ref|NR_024634.1 
71 Streptococcus 


ref|NR_024633.1 
20 Streptococcus 


ref|NR_026518.1 
2995219 299673 
ydrogenobacter. 


3009430 3009462 42 74 gi|219846917 


fornicalis strain TV1018 16S ribosomal RNA, partial sequence 


fornicalis Bacteria; 


Firmicutes; Lactobacillales; Lactobacillacea 


ref|NR_026509.1 
3008942 301036 


e; Lactobacillus 


t 


fe) 
i 


% 


Alkalib 


63 2466330 Lactob 


Streptococcus iniae 
ococcus iniae Bacteria; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Streptococcus 
5 Streptococcus 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Lactobacillus mucosae 
acillus mucosae 


Tetrasphaera japonica 


49 Tetrasphaera japonica Bacteria; 
trasporangia 


ceae; Tetrasphaera. 
Streptococcus 
6 Streptococcus 


Taylorella 

2 Taylorella 

aligenaceae; Taylorella. 
Streptococcus 

8 Streptococcus 
Streptococcus. 
Streptococcus 

8 Streptococcus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Hydrogenivirga 
5 Hydrogenivirga 


Lactobacillus 

7 Lactobacillus 

Ss. 

Persephonella 

8 Persephonella 

la. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Hydrogenobacter 

3 Hydrogenobacter 


Lactobacillus 

8 Lactobacillus 

Ss. 

Halanaerobium 
erobium fermentans 

m. 

Streptococcus peroris 

peroris Bacteria; 


Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Hydrogenobacter 
2 Hydrogenobacter 


Lactobacillus 
2 Lactobacillus 


6 
tabacinasalis str 
tabacinasalis Bac 
6 
strain S369-98-1 

Firmicutes; Lacto 
6 
thoraltensis stra 
acteria; Firmicu 


B 
6 
islandicus strain 
Bacteria; Nitrosp 
6 
strain DSM 6035 1 
Firmicutes; Lacto 


strain DSM 4864 1 
Firmicutes; Lacto 


saccharolyticum s 


Halanaerobiales; 


strain R91/1468 1 
Firmicutes; Lacto 


strain NCFB 2890 
Firmicutes; Lacto 


congolense strain 
congolense Bacter 


lacurosei strain 
Bacteria; Firmicu 
6 
F275 16S ribosoma 
Lactobacillales; 


acidophilum strai 
Bacteria; Aquific 


strain KMM 3947 1 
Bacteroidetes; Fl 
6 
strain ON59 16S r 
irmicutes; Lacto 


F 
6 
marimammalium str 
marimammalium Bac 
6 
strain 22 16S rib 
Firmicutes; Clost 
6 
strain Met-12 16S 
Thermotogae; Ther 


615048 Bacteria_16S 


prausnitzii strai 


prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Rumi 
615048 Bacteria_16S 614140 614171 40 71 gi| 265678642 
strain SL24 16S ribosomal RNA, partial sequence 613678 61515 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

615048 Bacteria_16S 696081 696112 43 74 gi| 265678585 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitu 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

615048 Bacteria_16S 745875 745906 43 74 gi| 265678549 
strain 4N13 16S ribosomal RNA, partial sequence 745469 74679 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
615048 Bacteria_16S 747238 747281 31 74 gi| 265678548 
strain 9A01 16S ribosomal RNA, partial sequence 746844 74816 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
615048 Bacteria_16S 980562 980593 36 67 gi| 265678390 


barnesii strain SES-3 16S ribosomal RNA, partial sequence 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 
Halanaerobium saccharolyticum subsp. 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


3047387 3047419 42 74 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; 


3064145 3064177 42 74 


gi 


bacillales; Streptococcaceae; 
3216557 3216589 42 74 


Streptoc 
gi 
tes; Lactobacillales; 


3287611 3287663 19 71 


gi 


3304549 3304581 42 74 


gi 


Lactobac 
gi 


bacillales; Lactobacillaceae; 
3306089 3306121 42 74 


bacillales; Lactobacillaceae; Lactobac 
3376018 3376090 43 114 gi 
ubsp. senegalense strain DSM 7379 16S 
Halanaerobiaceae; Halanaerobium. 
3600372 3600404 42 74 gi 
bacillales; Carnobacteriaceae; Dolosig 
3613986 3614018 42 74 gi 


bacillales; Carnobacteriaceae; Alloioc 
3676237 3676309 43 114 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3841644 3841716 43 114 gi 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
3861274 3861306 42 74 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 

3956759 3956791 42 74 gi 
n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
4090365 4090420 18 74 gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
4117360 4117392 42 74 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
4242408 4242440 42 74 gi 
ain M54/01/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; St 
201062 201141 36 114 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
451138 451169 40 71 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 

594408 594471 42 105 gi 
n ATCC 27768 16S ribosomal RNA, partia 


Lactobacillales; Ae 
16S ribosomal RNA, partial sequence 3063651 30650 
in S69 16S ribosomal RNA, partial sequ 
Streptococcaceae 


Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
15048 Bacteria_16S 
6S ribosomal RNA, partial sequence 3304055 33055 


6S ribosomal RNA, partial sequence 3305595 33071 


6S ribosomal RNA, partial sequence 3599877 36013 


16S ribosomal RNA, partial sequence 3613485 36150 


3860745 3862279 Lacto 


6S ribosomal RNA, partial sequence 4089922 40913 


4116858 41183 


200572 20203 


450666 45216 


219846890 
sequence 
rococcacea 

219846879 


occus. 

219846776 
ence 32160 
; Streptoc 
219846729 
ence 32871 
hermodesul 
219846718 


illus. 
219846717 


illus. 
219846666 
ribosomal 


219846506 


ranulum. 
219846496 


occus. 
219846453 
sequence 
iales; Hal 
219846334 
nce 38411 
naerobiace 
219846321 


219846254 
ence 39562 
nobaculum. 
219846159 


cteriaceae 
219846139 


occus. 

219846040 
1 sequence 
reptococca 
265678929 


mily XI. I 
265678753 


265678656 
1 sequence 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref|NR_026471.1 
27 Streptococcus 


ref |NR_026098.1 


ref |NR_026088.1 
09 Alloiococcus 


ref |NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiw 
ref|NR_025911.1 
bacillus reuteri 


ref|NR_025844.1 
75 3957710 Hydrog 


ref|NR_025749.1 


; Maribacter. 
ref|NR_025729.1 
54 Streptococcus 


ref |NR_025630.1 

4241925 424342 
ceae; Streptococ 
ref |NR_029237.1 


ncer 
ref 


tae Sedis; H 
NR_029058.1 


ref |NR_028961.1 

593943 595404 
nococcaceae; Fae 
ref |NR_028947.1 


ref 
tus 


NR_028890.1 
terrae Bacte 


ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 


Facklamia 
3 Facklamia 
Streptococcus ovis 
ovis Bacteria; 


ref|NR_026368.1] Streptococcus 

71 3217589 Streptococcus thoraltensis 
occus. 

ref|NR_026321.1| Thermodesulfovibrio 

91 3288591 Thermodesulfovibrio islandicus 
fovibrio. 

ref|NR_026310.1| Lactobacillus panis 

44 Lactobacillus panis Bacteria; 
ref|NR_026309.1| Lactobacillus oris 

06 Lactobacillus oris Bacteria; 
ref|NR_026258.1| Halanaerobium 

RNA, partial sequence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Halanaerobium 
erobium lacurosei 
m. 
Lactobacillus reuteri 
Bacteria; Firmicutes; 


Hydrogenobaculum 
enobaculum acidophilum 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Streptococcus minor 
minor Bacteria; 


Streptococcus 
4 Streptococcus 
cus. 
Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Faecalibacterium 
Faecalibacterium 
calibacterium. 

Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Acinetobacter tandoii 
tandoii Bacteria; 

es 

Acinetobacter gerneri 
gerneri Bacteria; 

7% 


ref|NR_028692.1 


Sulfurospirillum 


980099 981569 Sulfurospirillum barnesii 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


strain SJ95 16S r 
Thermotogae; Ther 


strain JZC3 16S r 
Spirochaetes; Spi 


strain SL25 16S r 
Thermotogae; Ther 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


salinarius strain 
salinarius Bacter 


strain Z-7692 16S 
Spirochaetes; Spi 


strain Z-7591 16S 
Spirochaetes; Spi 


lacunarum strain 
lacunarum Bacteri 


funditum strain p 
Bacteria; Firmicu 
6 


Betaproteobacteri 


phaeovibrioides s 
phaeovibrioides B 
Chlorobium. 

6 
strain BR 16S rib 
Spirochaetes; Spi 


strain Ben 16S ri 
Tenericutes; Moll 


vibrioformis stra 
vibrioformis Bact 


strain EUH N 1304 
Bacteroidetes; Ba 


strain ATCC 33779 
Bacteroidetes; Ba 
6 
strain PUPA-2 16S 
Tenericutes; Moll 
6 
strain NGA 16S ri 
Synergistetes; Sy 


strain PIPN-2 16S 
Tenericutes; Moll 


strain W1219 16S 
Firmicutes; Erysi 


strain BARC318 16 
Tenericutes; Moll 
6 
strain ELCA-2 16S 
Tenericutes; Moll 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


UB-38 16S ribosomal RNA, partial sequence 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


1218567 1218610 31 74 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1335131 1335162 40 71 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1466896 1466931 36 71 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
1813029 1813060 40 71 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
2968252 2968347 31 125 gi 
in NM-1 16S ribosomal RNA, partial seq 


gi 


Microlunatus. 

3130135 3130174 35 74 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3315048 3315083 36 71 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

3318097 3318132 36 71 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3372939 3372978 35 74 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3811270 3811301 43 74 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3890578 3890628 18 68 gi 


eae; 


Spirocha 
gi 


a; Neisseriales; Neisseriaceae; Kingel 
74713 74751 36 74 gi 
train 2631 16S ribosomal RNA, partial 

acteria; Chlorobi; Chlorobia; Chlorobi 


110975 111065 36 
osomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
277295 277329 40 74 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
293987 294025 36 74 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
324374 324407 41 74 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
325904 325937 41 74 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
440440 440478 36 74 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
676375 676465 36 125 gi 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
736865 736903 36 74 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
862647 862685 36 74 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
982109 982147 36 74 gi 
S ribosomal RNA, 
icutes; Entomoplasmatales; Entomoplasm 


125 gi 


1334683 13361 


1466484 14678 


1812567 18140 


eria; Actinobacteria; Actinobacteridae; 


3314589 33160 


3317638 33191 


3890099 3891585 Kinge 


110499 11199 


276812 27827 


439970 44147 


675861 67745 


736380 73789 


862181 86365 


complete sequence 981620 98314 


219878368 
12181 
ales; Prop 


228721489 


224581408 


a. 
219878327 


219846945 
uence 

; Actinomy 
219846835 
uence 

iales; Hal 
219846710 


eta. 
219846708 


eta. 
219846668 
quence 
ales; Halo 
219846355 
38107 
e; Carnoba 
219846301 


la. 
265679014 
sequence 
ales; Chlo 


265678988 


a. 
265678875 


265678864 
uence 
s; Chlorob 
265678844 
ce 32386 
ae; Prevot 
265678843 
32539 
ae; Prevot 
265678761 


ataceae; M 
265678598 


ae; Anaero 
265678556 


ataceae; E 
265678470 


elotrichac 
265678389 


ataceae; E 


1278779 1278817 36 74 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


ref 


ref 


ref 


ref 


ref 
2 


ref 


w 


ref 


ref 


3 


ref 
56 3 


ref 
lla 


ref 
7 


ref 


219846093 


ref 


ceta 


obac 


bact 


cter 


robi 


bacterineae 


967820 29692 
les; Propio 


129667 31310 


372496 33739 
eroidaceae; 


812276 Carno 
ium. 


oralis Bact 


4295 
aceae; 


75601 
Chlo 


NR_025507.1 
99 1219566 Luteo 
ioni 


NR_027612.1 
55 Petrotoga mobilis SJ95 Bacteria; 


NR_027189.1 
91 Treponema putidum Bacteria; 


NR_025466.1 
48 Petrotoga sibirica Bacteria; 


NR_026537.1 


NR_026427.1 
teroidaceae; 
NR_026302.1 


62 Spirochaeta africana Bacteria; 


NR_026300.1 
06 Spirochaeta asiatica Bacteria; 
NR_026260.1 
NR_025946.1 


NR_025891.1 


NR_029322.1 


NR_029296.1 
2 Treponema maltophilum Bacteria; 


NR_025683.1 
1278319 1279803 Mesoplasma corruscae Bacteria; 
Entomoplasmataceae; Mesoplasma. 


Cc 
i 


8 
n 


4 


5 
b 


e 


r 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Petrotoga mobilis 


Treponema putidum 


Petrotoga sibirica 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Spirochaeta africana 


Spirochaeta asiatica 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 

Carnobacterium 
acterium funditum 


Kingella oralis strain 
ria; Proteobacteria; 


Chlorobium 
Chlorobium 


obium/Pelodictyon group; 


Treponema maltophilum 


ref|NR_029181.1| Mycoplasma feliminutum 

0 Mycoplasma feliminutum Bacteria; 

ref|NR_029170.1| Prosthecochloris 
293547 295005 Prosthecochloris 

iaceae; Prosthecochloris. 

ref|NR_029149.1| Prevotella disiens 

9 325347 Prevotella disiens Bacteria; 

ella. 

ref|NR_029148.1| Prevotella veroralis 

8 326875 Prevotella veroralis Bacteria; 

ella. 

ref|NR_029066.1| Mesoplasma photuris 

6 Mesoplasma photuris Bacteria; 

esoplasma. 

ref |NR_028903.1| Anaerobaculum mobile 

6 Anaerobaculum mobile Bacteria; 

baculum. 

ref|NR_028860.1| Entomoplasma lucivorax 

7 Entomoplasma lucivorax Bacteria; 

ntomoplasma. 

ref|NR_028773.1| Bulleidia extructa 

9 Bulleidia extructa Bacteria; 

eae; Bulleidia. 

ref|NR_028691.1| Entomoplasma freundtii 


1 Entomoplasma freundtii Bacteria; 
ntomoplasma. 


Mesoplasma corruscae 


strain PYAN-1 16S 
Tenericutes; Moll 
6 
profundus strain 
Bacteria; 
6 
c 


aeruleus subsp. 
Actinomycetales; 


6 
kestanbolensis st 


kestanbolensis Bacteria; 
615048 Bacteria_16S 
CECT 5353 16S ribosomal RNA, partial sequence 
Lactobacillales; 


entericus strain 


entericus Bacteria; 
15048 Bacteria_16S 


6 
strain YIM 90003 


Streptomonospora. 
6 
strain Ll 16S rib 
Tenericutes; Moll 


australiense stra 
australiense Bact 
Propionibacteriac 
6 
desulfurans strai 


desulfurans Bacteria; 
615048 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


strain VIS 16S ri 
Tenericutes; Moll 


putrefaciens stra 
putrefaciens Bact 


strain ATCC 29800 
Bacteroidetes; Ba 
6 
strain 7728-L6C 1 
Bacteroidetes; Ba 


strain N 155 16S 


Proteobacteria; B 


strain BC-3 16S r 
Tenericutes; Moll 


strain YJS 16S ri 
Tenericutes; Moll 


velocicrescens st 
velocicrescens Ba 


strain Tab-4c 16S 
Tenericutes; Moll 


syrphidicola stra 
syrphidicola Bact 


sabaudiense strai 
sabaudiense Bacte 


615048 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 
6 
strain TN-1 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 
in LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 23599 
eria; Actinobacteria; Actinobacteridae; 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


1281730 1281768 36 


icutes; 
1436615 1436645 41 


Deinococci; 
1494183 1494236 18 


1562017 1562055 36 


Firmicutes; 
1764578 1764608 44 


Firmicutes; 
2157122 2157204 41 


2287908 2287946 36 
icutes; 
2358922 2358964 32 
eae; Propionibacterium. 
2703173 2703203 41 
Deinococcus-Thermus; 
3686821 3686859 36 
3688338 3688376 36 


3774919 3774957 36 


3864354 3864386 42 
cteroidia; Bacteroidales; 
3865872 3865904 42 
cteroidia; Bacteroidales; 
3889041 3889091 17 


4079718 4079756 36 


icutes; 
4118875 4118913 36 
bosomal 
icutes; 
4135659 4135697 36 


cteria; 
4137224 4137262 36 


icutes; 


4138789 4138827 36 
in EA-1 


4140356 4140394 36 
n Ar-13 
ria; 
4141921 4141959 36 


Bacillales; 


74 


ribosomal RNA, partial sequence 
Entomoplasmatales; Entomoplasmataceae; 
506 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


gi|219846087 
1281261 12827 


71 gi| 224581430 
14361 

Thermales; Thermaceae; 
71 gi| 219846703 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporineae; Micromonosporaceae; 
15048 Bacteria_16S 


74 


74 


122 


74 


osomal RNA, partial sequence 


Entomoplasmatales; Entomoplasmataceae; 


74 


71 


74 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
615048 Bacteria_16S 


74 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
615048 Bacteria_16S 


74 


74 


16S ribosomal RNA, partial sequence 
Rikenellaceae; 


74 


67 


ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neisseriaceae; 
615048 Bacteria_16S 


74 


ibosomal RNA, partial sequence 


Entomoplasmatales; Spiroplasmataceae; 


74 


RNA, partial sequence 


Entomoplasmatales; Entomoplasmataceae; 


74 


rain MQ-4 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


74 


ribosomal RNA, partial sequence 


Entomoplasmatales; Spiroplasmataceae; 


74 


16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; 
615048 Bacteria_16S 


74 


43 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


74 


ribosomal RNA, partial sequence 


icutes; 


4143486 4143524 36 


Entomoplasmatales; 


Spiroplasmataceae; 


74 


16S ribosomal RNA, partial sequence 


gi] 219846143 


rain K4 16S ribosomal RNA, partial sequence 
Bacillaceae; 


gi|219878361 


Streptococcaceae 


gi| 219857630 


16S ribosomal RNA, partial sequence 2156657 21581 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


gi]219857540 
2287434 22889 
gi|219857488 


gi|219857186 


n St55B 16S ribosomal RNA, partial sequence 
Deinococci; 


Thermales; 
gi|219846446 
3686364 36878 


gi|219846445 
3687881 36893 


gi| 219846380 


in KS-1 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; 
615048 Bacteria_16S 


219846319 
38638 


gi 


gi| 219846318 


6S ribosomal RNA, partial sequence 3865370 38668 
Porphyromonadaceae; 


gi| 219846302 
3888563 38900 


gi| 219846166 
4079234 40807 


219846138 
199 


gi 
4118405 41 


gi|219846123 


Entomoplasmatal 


219846122 
382 


gi 
4136739 41 


gi|219846121 


Entomoplasmatales 


gi|219846120 


Entomoplasmatales; 


219846119 
429 


gi 
4141437 41 


gi|219846118 


RNA, partial sequence 


Couchioplanes. 


Anoxybacillus. 


Alistipes. 


Porphyromonas. 


ref|NR_025677.1 


ref|NR_027212.1 
Oceanithermus. 
ref |NR_026295.1 


ref |NR_025733.1 
1561538 156291 


ref|NR_025500.1 

1764167 176550 
7 Streptococcus. 
ref|NR_025219.1 


ref |NR_025128.1 


ref|NR_025076.1 


5 


ref|NR_024814.1 

2702689 270407 
Thermaceae; 
ref|NR_026037.1 


ref|NR_026036.1 


ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025909.1 
52 3865319 Alisti 


ref|NR_025908.1 
42 Porphyromonas 
ref|NR_025892.1 


seria. 
NR_025756.1 


Neis 
ref 


ref |NR_025728.1 


ref|NR_025713.1 
135174 413668 
Spiroplasmat 


NR_025712.1 


rs 


es; 
ref 


ref|NR_025711.1 
138305 413982 
; Spiroplasmatac 
ref|NR_025710.1 

4139871 414138 
Spiroplasmatace 


ref|NR_025709.1 


rs 


ref|NR_025708.1 


Entomoplasma somnilux 


49 Entomoplasma somnilux Bacteria; 
Entomoplasma. 


Oceanithermus 


36 1437633 Oceanithermus profundus 


Couchioplanes 
1493762 1495216 


Anoxybacillus 
3 Anoxybacillus 


Streptococcus 
1 Streptococcus 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
Nocardiopsaceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 
Mesoplasma. 


Propionibacterium 
1 Propionibacterium 


Actinomycetales; Propionibacterineae; 


Oceanithermus 
1 Oceanithermus 


Oceanithermus. 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Alistipes putredinis 
pes putredinis Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 
Spiroplasma. 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 
Mesoplasma. 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 
Spiroplasma. 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 
Spiroplasma. 


Spiroplasma litorale 


4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


leptinotarsae Bac 


lampyridicola Bac 


strain M55 16S ri 
Tenericutes; Moll 
6 


615048 Bacteria_16S 
leptinotarsae str 


615048 Bacteria_16S 
lampyridicola str 


615048 Bacteria_16S 


15048 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 
615048 Bacteria_16S 
strain 23-6 16S r 


Tenericutes; Moll 


strain CUAS-1 16S 
Tenericutes; Moll 


strain AES-1 16S 
Tenericutes; Moll 


strain EC-1 16S r 
Tenericutes; Moll 


chrysopicola stra 
chrysopicola Bact 
6 
strain CCH 16S ri 
Tenericutes; Moll 
6 


alleghenense Bact 


strain BARC 857 1 
Tenericutes; Moll 


grammopterae stra 
grammopterae Bact 


strain CHPA-2 16S 
Tenericutes; Moll 
6 
strain PIMN-1 16S 
Tenericutes; Moll 


615048 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


615048 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


615048 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


615048 Bacteria_16S 


strain 173-96 16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


alleghenense stra 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


6 
bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 

6 
azotonutricium st 
azotonutricium Ba 


615048 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 
6 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


1389609 1389638 42 71 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; Deltaprot 


2269747 2269837 36 125 gi 
rain ZAS-9 16S ribosomal RNA, partial 

cteria; Spirochaetes; Spirochaetales; 

3219610 3219639 42 71 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3228657 3228690 41 74 gi 


4184459 41859 
Entomoplasmataceae; 


559287 56077 


Acetobact 


sequence 
eobacteri 


sequence 
Spirochae 


3219 


s; Thermo 


228716586 


219857553 


219846774 


219846768 


49 Entomoplasma 


Entomoplasma. 


eraceae; Roseomon 
ref|NR_027553.1 
1389197 139049 


Bdellovibriona 


a; 


ref|NR_025141.1 

2269277 227073 
aceae; 
ref |NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 


it 


1 
d 


Treponema. 


4145052 4145090 36 74 gi|219846117|ref|NR_025707.1| Spiroplasma 
ain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4146619 4146657 36 74 gi|219846116|ref|NR_025706.1| Spiroplasma 
ain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4148183 4148221 36 74 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4149749 4149787 36 74 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4151304 4151342 36 74 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
ibosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4152732 4152770 36 74 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 

ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4154298 4154336 36 74 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4155863 4155901 36 74 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4157428 4157466 36 74 gi|219846109|ref|NR_025699.1| Spiroplasma 
in DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4158995 4159033 36 74 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
bosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4160560 4160598 36 74 gi|219846107|ref|NR_025697.1| Spiroplasma 
in PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4163590 4163628 36 74 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4174271 4174309 36 74 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4180424 4180462 36 74 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 

ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4184927 4184965 36 74 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 


luminosum Bacteria; 


202562 202591 42 eel gi|265678928|ref|NR_029236.1| Coprothermobacter 
ain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
263693 263718 49 74 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
n ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
481652 481693 33 74 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
ain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
559769 559810 85 125 gi| 265678679 |ref|NR_028984.1| Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Treponema 
9 Treponema 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 


ref|NR_026360.1 


Anaerococcus octavius 


strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Incertae Sedis; A 


naerococcus. 


strain KMM 3944 1 
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subsp. socranskii 
socranskii subsp. 


serovar 3 str. 
serovar 3 str. 


AT 
AT 
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avobacteria; 
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bacillales; Weissella. 
803356 803388 42 
856467 856499 42 


18811 Bacteria; 
983692 983772 36 


socranskii Bacteria; 
1121929 1121961 42 


CC 27815 Bacteria; 
1251764 1251844 36 


paredis Bacteria; 
1253291 1253371 36 


buccale Bacteria; 
1287969 1288001 42 


Weissella. 
1392507 1392539 42 


2176930 2176962 42 


bacillales; Leuconostoc. 
2198153 2198185 42 


2199652 2199684 42 


2201148 2201180 42 


2204183 2204215 42 


2205682 2205714 42 


2208708 2208740 42 


2211737 2211769 42 


icutes; 
2213237 2213269 42 


icutes; 
2214735 2214767 42 


icutes; 
2216233 2216265 42 


2249667 2249699 42 
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74 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
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74 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
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Mycoplasmataceae; Mycoplasma. 
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ribosomal RNA, partial sequence 
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gi| 219846214 


6S ribosomal RNA, partial sequence 4012648 40140 
Flavobacteriales; 


265678868 
28734 


gi 


gi| 265678860 


in ST-6 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; 
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gi| 265678736 
472041 47353 


gi| 265678510 
802889 80433 


265678474 
sequence 


gi 
gi| 265678388 


gi|228715451 


CC 27815 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


gi| 219857241 


Spirochaetales; 
gi|219857240 


rain ATCC 35534 16S ribosomal RNA, partial sequence 
Spirochaetes; 


Spirochaetales; 
gi| 219846052 
7447 1289004 Weiss 


gi|228716184 
1392046 13934 


gi| 219857615 
2176454 21779 


gi|219857600 
2197691 21991 


gi|219857599 
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gi|219857598 
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2203720 22051 
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gi| 219857593 
2208244 22096 


gi|219857591 
2211275 22127 


gi| 219857590 
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gi|219857589 
2214274 22157 


gi|219857588 
2215772 22172 
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fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 


fructosus Bacteri 


a; Firmicutes; 


Lactobacillales; 


Fructobacillus. 


Leuconostoc. 
artial sequence 
Spirochaetales; 
Mycoplasmataceae; Ur 


tial sequence 


ref |NR_025804.1 
Winogradskyell 
ref|NR_029174.1 
1 288773 Mycopl 


ref|NR_029166.1 
299496 300945 

Mycoplasma. 

ref|NR_029041.1 


ref|NR_028813.1 


ref|NR_028777.1 

855982 857475 
ref|NR_028690.1 
983192 
Spirochaetac 
ref|NR_027532.1 

1121455 112289 


ref |NR_024869.1 

125128 
Spirochaetaceae 
ref |NR_024868.1 
125281 
Spirochaetaceae 
ref |NR_025642.1 
ella soli Bacter 


ref|NR_027548.1 


ref |NR_025204.1 


ref|NR_025188.1 


ref|NR_025187.1 


ref|NR_025186.1 


ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025181.1 


ref|NR_025179.1 
ref|NR_025178.1 
ref 


NR_025177.1 


ref|NR_025176.1 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 
Flavobacteriaceae; 


a. 
Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma 
Mycoplasma 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Leuconostoc 
Leuconostoc 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 
Treponema socranskii 
9 1252767 Treponema 
7 Treponema. 
Treponema socranskii 
8 1254294 Treponema 
; Treponema. 
Weissella soli strain 
ia; Firmicutes; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


ref|NR_025154.1 
2249193 225066 


Fructobacillus 
7 Fructobacillus 


GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGATCASTAAGTCAGTGGTGAAATCTCATAGCT 
CAACTATGAAACTGCCATTGATACTGCTGGTCTTGAGTAAGGGTAGAAGTAGCTGGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAACACCAAT 
TGCGAAAGCAGGTTACTATGTCTTAACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGCTAACTC 
GTTTTTGGGTTTTCGGATTCAGAGACTAAGCGAAAGTGATAAGTTAGCCACCTGGGGAGTACGAACGCAAGTTTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGATTATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGGGAATTGATCGGTTTAGAAATAGACCTTCCTTCGGGCAATTTTC 
AAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTAGGTTAAGTCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCCATCATTAAGTTGGGGACTCT 
AGTGAGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCCACACACGTAATACAATGGCCGGTACAGAGGG 
CAGCTACACAGCGATGTGATGCAAATCTCGAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGCATCAG 
CCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTCTGGGGTACCTGAAGTCGGTGACCGTAAAAGGAGCTGCCNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGAACGGAAAGGCCAGTGCTTGCACTGGTACTCGAGTGGCGAACGGGT 
GAGTAACACGTGGGTGATCTGCCTTGCCACTCTGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATATGAACTGCCTTTAGTGTGGTGGTTGGAAAGTTTTTT 
CGGTGCAAGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTG 
TAAACTCCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTG 
TCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTTCGGGCGTGCAGGCGATACGGGCATAACTTGAGT 
GCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTTACTGACGCTTGAGG 
AGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTAGGGGGCTTCCACGTCTTCTGTGCCGTAGCTAA 
CGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAAC 
GCGAAGAACCTTACCTGGGCTTGACATACACCAGATTGCTGCAGAGATGTAGTGTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATTTGGTTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGCAGCGACACTGTGAGGTGGAGCGAATCGCTGA 
AAGCCGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTAAACTTGTTAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCG 
TAACAAGGTACCCGTACCGGAAGGTGCGGCTGGATCACCTTCTTTCTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCT 
GGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAATC 
TGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCTTTAGGCGCATGCCTTTTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCG 
CGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGG 
GACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGT 
AAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACCGGGGGCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAA 
TTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGG 
TTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTC 
ATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTAAAGCCGGTCTCAGTTCGG 
ATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
GTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTA 
CCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGGATG 
AACGCTGACAGAATGCTTAACACATGCAAGTCGACTGGAATTCACTTTCGGGTGATAGTACGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTCTAGA 
CTGGGACAACTGTTGGAAACGACAGCTAATACCGGATATTATGGAACTGTGACATCGCAGATCTATGAAAGGCTATATGCGCTAGAGGAGAGCTTTGCGTCCCAT 
TAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGATCGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGGTCTTCGGATCGTAAAGTGCTTTCAGGTGGGAAGAAG 
CAAGTGACGGTACCACCAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGT 
CTAGGCGGCCTATTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGGAAGGCTAGAGTATCAGAGAGGTGGGCGGAACTACAAGTGT 
AGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTCACTGGATGAATACTGACGCTAAAGCGCGAAAGCGTGGGGAGCAAACGGGATTAG 
ATACCCCGGTAGTCCACGCCGTAAACGATGATCACTAAGTGTGGGGGGTCGAACCTCCGTGCTCAAGCTAACGCGATAAGTGATCCGCCTGGGGAGTACGCACGC 
AAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCCCTTGACATCCCAAGA 
ACTTAGCAGAGATGCTTTGGTGCCTTTCGGGGGAACTTGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTATCGTATGTTACCATCATTAAGTTGGGGACTCATGCGAGACTGCCTGCGACGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTT 
ATGGGCTGGGCTACACACGTGCTACAATGGGCAGTACAGAGAGTCGCGATCCCGCGAGGGGGAGCCAATCTCAGAAAGCTGTTCTTAGTTCGGATCGCAGTCTGC 
AACTCGACTGCGTGAAGTTGGAATCGCTAGTAATCGCAAATCAGCAATGTTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTT 
GGTTGCACCTGAAGTAGCAGGCCTAACCCTTCGGGGGAGGGATGTTCCTAAGGTGTGATTAGCGATTGGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTG 
CGGATGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGGTTTGATCATGCCTCAGATTGAACGCTGGCG 
GCAGGCCTAACACATGCAAGTCGGGCGGTAACAGGGAGAAGCTTGCTTCTCGCTGACGAGCGGCGGACGGGTGAGTAATGTATGGGGATCTGCCTGATGGCGGGG 
GATAACTACTGGAAACGGTAGCTAATACCGCATAATGTCTTCGGACCAAAGCGGGGGACCTCCGGGCCTCGCGCCATCAGATGAACCCATATGGGATTAGCTAGT 
AGGTGAGGTAACGGCTTACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGGGAGGAAGGTGTCAAGGT 
TAATAACCTTGGCAATTGACGTTACCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGG 
CGTAAAGCGCACGCAGGCGGTTGATTGAGTCAGATGTGAAATCCCCGGGCTTAACCCGGGAATTGCATCTGATACTGGTCAGCTAGAGTCTTGTAGAGGGGGGTA 
GAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGTTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCC 
TGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAC 
TCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGCGTGATGGCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAA 
GTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGGGAAGCGACCCCGCGAGGGCAAGCGGAACTCATAAAGTACGTCGTAGTC 
CGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTCCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCTCTCTTCGGAGA 
GAGTGGCGCACGGGTGAGTAACACGTGGGAACCTACCCTGAGGTTCGGAATAACCATTGGAAACGATGGCTAATACCGAATGTCCCCTGCGGGGGAAAGATTTAT 
CGCCTTGGGATGGGCCCGCGGTCGATTAGCTAGTTGGTGTGGTAACGGCGCACCAAGGCGACGATCGATAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTCGGGTTG 
TAAAGCTCTTTCAGGTGGGACGATGATGACGGTACCACCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGG 
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Spirochaetes; Spi 
6 
strain G145 16S r 
Tenericutes; Moll 


15048 Bacteria_16S 
Firmicu 
15048 Bacteria_16S 
strain 852 16S ri 
615048 Bacteria_16S 
615048 Bacteria_16S 
equigenitalium st 
equigenitalium Ba 
615048 Bacteria_16S 
spermatophilum st 


spermatophilum Ba 
615048 Bacteria_16S 


615048 Bacteria_16S 
615048 Bacteria_16S 


strain PG15 16S r 


15048 Bacteria_16S 
strain R171 16S r 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


2251192 2251224 42 74 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 
2280421 2280453 42 74 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2365087 2365119 42 74 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2366597 2366629 42 74 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2368107 2368139 42 74 gi 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
2369589 2369621 42 74 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371100 2371132 42 74 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2372609 2372641 42 74 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374115 2374147 42 74 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2375626 2375658 42 74 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377139 2377171 42 74 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2378647 2378679 42 74 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2380153 2380185 42 74 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2389327 2389359 42 74 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


615048 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


615048 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


615048 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


615048 Bacteria_16S 


2418400 2418432 42 74 gi| 219857447 
S ribosomal RNA, partial sequence 2417916 24194 
bacillales; Leuconostoc. 

2419955 2419987 42 74 gi|219857446 
ibosomal RNA, partial sequence 2419471 24209 
bacillales; Leuconostoc. 

2474286 2474318 42 74 gi| 219857400 
ain 117C 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; 

2475781 2475813 42 74 gi| 219857399 
ibosomal RNA, partial sequence 2475319 24767 
icutes; Mycoplasmataceae; Mycoplasma. 

3204486 3204566 36 215 gi|219846785 
ibosomal RNA, partial sequence 3204032 32054 
rochaetales; Spirochaetaceae; Treponema. 

3691371 3691403 42 74 gi| 219846443 
ibosomal RNA, partial sequence 3690909 36923 
icutes; Mycoplasmataceae; Mycoplasma. 

3700352 3700384 42 74 gi| 219846436 
ibosomal RNA, partial sequence 3699882 37013 
icutes; Mycoplasmataceae; Ureaplasma. 

3755446 3755478 42 74 gi| 219846395 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3779587 3779619 42 74 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857565 
ce 22507 


219857546 


2279959 22814 


219857483 


2364627 23660 


219857482 
quence 
lasmatacea 
219857481 
sequence 
lasmatacea 
219857480 


2369126 23705 


219857479 


2370638 23720 


219857478 


2372144 23736 


219857477 


2373653 23751 


219857476 


2375159 23766 


219857475 


2376676 23781 


219857474 
uence 
asmataceae 
219857473 


2379691 23811 


219857467 


2388858 23902 


3754983 37564 


219846377 


3779118 37805 


3782606 3782638 42 74 gi 


219846375 


ref|NR_025153.1| Fructobacillus 
18 2252192 Fructobacillus ficulneus 
ref|NR_025134.1| Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025071.1| Mycoplasma elephantis 
86 Mycoplasma elephantis Bacteria; 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025069.1 
2367647 236907 
e; Mycoplasma. 
ref|NR_025068.1| Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma 
5 Mycoplasma 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1] Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref|NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


Mycoplasma 
0 Mycoplasma 


ref|NR_025055.1| Mycoplasma microti 
92 Mycoplasma microti Bacteria; 
ref|NR_025035.1| Leuconostoc gelidum 
20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 
ref|NR_024988.1| Mycoplasma 
2473825 2475268 Mycoplasma 
+ Mycoplasma. 
ref|NR_024987.1| Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


ref|NR_026377.1| Treponema amylovorum 
74 Treponema amylovorum Bacteria; 


ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


ref|NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025966.1| Mycoplasma 


leopharyngis strain LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycoplasma leopharyngis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Bacteria; Teneric 


Tenericutes; Moll 


strain PU 16S rib 
Tenericutes; Moll 
6 
strain 17529 16S 
Tenericutes; Moll 
6 
strain DD 16S rib 
Tenericutes; Moll 


strain BV1 16S ri 
Tenericutes; Moll 


strain FT2-B 16S 
Tenericutes; Moll 


strain A417 16S r 
Tenericutes; Moll 


canigenitalium st 
canigenitalium Ba 
6 
limnophilus strai 
limnophilus Bacte 
Planctomyces. 


strain S-16 16S r 
Tenericutes; Moll 


strain ATCC 23392 
Tenericutes; Moll 


615048 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


615048 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 
6 
strain 105 16S ri 
Tenericutes; Moll 


615048 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


615048 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


615048 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 
6 
strain H/T1 16S r 
Tenericutes; Moll 
6 
strain DC333 16S 
Tenericutes; Moll 
6 
strain B1/Tl1 16S 
Tenericutes; Moll 


615048 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


615048 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


615048 Bacteria_16S 
leonicaptivi stra 


615048 Bacteria_16S 


strain LX 16S rib 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


3784089 3784121 42 74 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3785560 3785592 42 74 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3787045 3787077 42 74 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3856760 3856792 42 74 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858246 3858278 42 74 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3884399 3884431 42 74 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3907458 3907490 42 74 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3908981 3909013 42 74 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3910511 3910543 42 74 gi 
rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
218090 218121 43 74 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


en 
co 


se 
la 


eq 


274243 274274 43 74 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

278791 278822 43 74 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

2202669 2202700 43 74 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2210223 2210254 43 74 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2278908 2278939 43 74 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


eq 
la 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478757 2478788 43 74 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480264 2480295 43 74 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481777 2481808 43 74 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483286 2483317 43 74 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484798 2484829 43 74 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486317 2486348 43 74 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


6 
strain CH20247 16 
Tenericutes; Moll 


15048 Bacteria_16S 


2487829 2487860 43 74 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846374 


ce 37836 
plasma. 


219846373 
3785096 37865 


219846372 
3786577 37880 


219846324 
3856288 38577 


219846323 
3857775 38592 


219846306 
3883911 38853 


219846289 
3906969 39084 


219846288 
3908492 39099 


219846287 


quence 
smatacea 


265678917 


uence 


Planctomy 


265678877 
273748 27524 


265678874 


27832 


219857597 


uence 
smatacea 


219857592 
2209746 22112 


219857547 
2278443 22799 


2281930 2281961 43 74 gi| 219857545 
rain 1049 16S ribosomal RNA, partial sequence 
cteria; Tenericutes; Mollicutes; Mycoplasmatacea 

2477285 2477316 43 74 gi| 219857398 


2476824 24782 


219857397 
2478295 24797 


219857396 
2479798 24812 


219857395 
2481316 24827 


219857394 
2482825 24842 


219857393 
2484337 24857 


219857392 
2485849 24873 


219857391 
2487368 2488830 Mycoplasma buccale Bacteria; 


ref |NR_025965.1| Mycoplasma 
21 3785045 Mycoplasma leonicaptivi 
ref|NR_025964.1| Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


ref|NR_025914.1| Mycoplasma meleagridis 
24 Mycoplasma meleagridis Bacteria; 


ref|NR_025913.1| Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref|NR_025879.1| Ureaplasma felinum 
41 Ureaplasma felinum Bacteria; 


ref|NR_025878.1| Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 


ref|NR_025877.1 
3910020 391149 
e; Ureaplasma. 
ref|NR_029225.1 
217606 219133 
cetales; Plancto 


Ureaplasma 
9 Ureaplasma 


Planctomyces 
Planctomyces 
mycetaceae; 


ref|NR_029183.1| Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029180.1] Mycoplasma gateae 
1 279763 Mycoplasma gateae Bacteria; 
ref|NR_025185.1| Mycoplasma 
2202199 2203669 Mycoplasma 
e; Mycoplasma. 
ref|NR_025180.1| Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


ref|NR_025135.1| Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


ref|NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref |NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1] Mycoplasma buccale 


strain M432/72 16 
Tenericutes; Moll 
6 
strain 1219 16S r 
Tenericutes; Moll 


strain UIA 16S ri 
Tenericutes; Moll 
6 
strain 275c 16S r 
Tenericutes; Moll 
6 
strain PG51 16S r 
Tenericutes; Moll 


strain 19L 16S ri 
Tenericutes; Moll 


brennaborense str 
brennaborense Bac 


lecithinolyticum 
lecithinolyticum 
6 
strain OMZ833 16S 
Spirochaetes; Spi 


ayderensis strain 
Bacteria; Firmicu 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


strain CTCBS1 16S 
Proteobacteria; G 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
615048 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


stercorarium subs 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


15048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


615048 Bacteria_16S 


2489344 2489375 43 74 

S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490855 2490886 43 74 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689861 3689892 43 74 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3752408 3752439 43 74 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758456 3758487 43 74 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3791545 3791580 39 74 gi 
bosomal RNA, partial sequence 


gi 


35289 35363 42 115 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; S 
1263849 1263923 52 125 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1522694 1522768 42 115 gi 
ribosomal RNA, partial sequence 
rochaetales; 
1554614 1554636 52 74 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
3712401 3712431 41 71 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


44337 44370 93 125 

ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
1194540 1194581 85 125 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


gi 


2207204 2207225 53 74 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3581774 3581831 17 74 gi 
thermolacticum strain TX41 16S ribo 


gi 


p- 


43805 


219857390 


2488881 24903 


219857389 


2490394 24918 


219846444 


3689398 36908 


219846397 


3751943 37534 


219846393 


3757993 37594 


219846369 


3791066 37925 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265679040 
equence 

pirochaeta 
219846655 
sequence 
; Spirocha 
219857543 


1522207 15236 
Spirochaetaceae; Treponema. 


219857209 
nce 15541 
illus. 

219846428 
ence 37119 
ales; Micr 


265679034 
45323 
Halomonad 

228715634 
11940 
obacterale 


219857594 


2206719 22081 


219846521 
somal RNA, 


Clostridiaceae; Clostridium. 

615048 Bacteria_16S 3750903 3750924 53 74 gi| 219846398 
ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae 
615048 Bacteria_16S 3753943 3753964 53 74 gi| 219846396 
strain M165/69 16S ribosomal RNA, partial sequence 3753459 37549 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

615048 Bacteria_16S 3799139 3799160 53 74 gi| 219846363 
strain PS6 16S ribosomal RNA, partial sequence 3798661 38001 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

615048 Fungi_16S 446 554 18 125 gi| 265678352 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
615048 Fungi_16S 1955 2063 18 125 gi| 265678351 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
615048 Fungi_16S 3493 3601 18 125 gi| 265678350 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
615048 Fungi_16S 5053 5161 18 125 gi| 265678349 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
615048 Fungi_16S 6609 6717 18 125 gi| 265678348 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


ref|NR_025988.1| Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025960.1 
55 Acholeplasma 


Acholeplasma oculi 
oculi Bacteria; 


eplasma. 

ref|NR_029348.1] Treponema 

34837 36333 Treponema 
ceae; Treponema. 
ref|NR_026247.1] Treponema 

1263357 1264835 Treponema 
etaceae; Treponema. 
ref|NR_025131.1] Treponema parvum 


91 Treponema parvum Bacteria; 


ref |NR_024837.1 
24 1555535 Anoxyb 


Anoxybacillus 
acillus ayderensis 


ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


ref|NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 

aceae; Carnimonas. 

ref|NR_027536.1| Carboxydibrachium 

29 1195514 Carboxydibrachium pacificum 

s; Thermoanaerobacteraceae; 


ref|NR_025182.1| Mycoplasma dispar 
93 Mycoplasma dispar Bacteria; 


Clostridium 
e 3581316 3582832 


ref 
par 


NR_026113.1 
tial sequenc 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


ref|NR_025989.1| Mycoplasma 
3750418 3751892 Mycoplasma 
; Mycoplasma. 
ref|NR_025987.1| Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


615048 Fungi_16S 8111 8219 18 


615048 Fungi_16S 11078 11186 18 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 


615048 Fungi_16S 9612 9705 33 


615048 Archaea_16S 34258 34282 50 


vulcanius strain 
Archaea; 


615048 Archaea_16S 28431 28452 53 


Archaea; 


615048 Archaea_16S 35722 35743 53 


615048 Archaea_16S 212255 212276 53 


vannielii strain SB 16S ribosomal RNA, partial sequence 


125 gi 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


125 gi 


125 gi 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


74 gi 


M7 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanococci; Methanococcales; 


74 gi 


indicus strain SL43 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanococci; Methanococcales; 


74 gi 


74 gi 


Archaea; Euryarchaeota; Methanococci; Methanococcales; 


619924 Bacteria_16S 3352366 3352272 1 


92 gi 


265678342 
9123 


219857175 


219857197 
10588 


265678399 
33808 


265678557 
27994 


265678344 


formicicus strain Mc-S-70 16S ribosomal RNA, partial sequence 
formicicus Archaea; Euryarchaeota; Methanococci; Methanococcales; 


219846128 
21188 


219846683 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


619924 Bacteria_16S 3769730 3769636 1 


92 gi 


michiganensis subspecies tessellarius strain 78181 16S 


Actinomycetales; 
19924 Bacteria_16S 
acustris strain 


705686 705592 1 


riedmanniella. 


19924 Bacteria_16S 886027 885933 1 


92 gi 


92 gi 


strain VKM Ac-1799 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Rathayibacter. 
619924 Bacteria_16S 
flaccumfaciens pv. 


1812338 1812244 1 


Actinomycetales; 
619924 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
619924 Bacteria_16S 


1821547 1821453 1 


1867247 1867153 1 


Micrococcineae; Microbacteriaceae; 


92 gi 


92 


gi 


92 gi 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


619924 Bacteria_16S 2803001 2802907 1 


92 gi 


219846385 
ribosomal 


Clavibacter. 


265678579 


6 

1 EL-17a 16S ribosomal RNA, partial sequence 70441 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
F 

6 


265678454 
88470 


219878328 


219878322 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878290 
18659 


219857115 


strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


619924 Bacteria_16S 2807566 2807472 1 


consettensis strain IFO 14913 16S ribosomal RNA, partial 
consettensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 
619924 Bacteria_16S 2839279 2839185 1 
strain IFO 16238 


619924 Bacteria_16S 
strain DSM 43151 


3334146 3334052 1 


92 gi 


92 gi 


92 gi 


219857112 
sequence 


219856898 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846696 


16S ribosomal RNA, partial sequence 3332861 33343 


al sequenc 
Actino: 


Methanocal 


Methanocal 


ref 


nebacterineae; 


ref 


ref 


nebacterineae; 


ref 


ref 


ref 


ref 


ref 


Mi 


ref 
RNA, 


ref 


ref 


ref 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


ref 


ref 


ref 


ref 


ref 


Mi 
ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


619924 Bacteria_16S 3514060 3513966 1 


92 gi 


219846567 


strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 35142 


619924 Bacteria_16S 3515584 3515490 1 


92 gi 


219846566 


strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 35157 


619924 Bacteria_16S 
strain DSM 20542 


3517103 3517009 1 


619924 Bacteria_16S 3518625 3518531 1 


92 gi 


92 gi 


219846565 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ococcineae 
219846564 


ref 


Mi 
ref 


Mi 
ref 


> Mi 


e 10639 
mycetales; 


35231 
dococcaceae; 


29402 
dococcaceae; 


35282 
Methanocaldococ 


9 213145 Methan 
Methanococcace 


6 705838 Fried 
Propioni 


1820242 182172 


35 1867442 Asanoa 


80 Actinoplanes 


2806275 280774 
Actinomyceta 


00 Actinoplanes 
33 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


54 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


NR_028644.1 


NR_024803.1 
12137 


NR_024825.1 
NR_028701.1 
Metha 
NR_028861.1 
NR_028646.1 
36655 
NR_025718.1 


ae; Methanoc 
NR_026275.1 


crobacteriac 
NR_025976.1 


NR_028884.1 
bacterineae; 
NR_028756.1 
cineae; Micr 
NR_025467.1 
partial sequ 
NR_025461.1 
Micrococcin 
NR_025429.1 


; Micromonos 
NR_024743.1 


; Micromonos 
NR_024740.1 


les; Micromo 


NR_024717.1 


crobacteriac 
NR_026288.1 


; Micromonos 
NR_026159.1 


crobacteriac 
NR_026158.1 


crobacteriac 
NR_026157.1 


crobacteriac 


ref 


partial sequence 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; 


Nocardia asiatica 


Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia 
Nocardia 


Corynebacterineae; 


Nocardia sienata 


Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 
Methanocaldococcus 
ocaldococcus vulcanius 


n 
Methanocaldococcus. 


Methanocaldococcus 


Methanocaldococcus indicus 
Methanocaldococcus. 


Methanotorris 
Methanotorris 
caceae; Methanotorris. 
Methanococcus 
ococcus vannielii 
occus. 
Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 
ococcineae; 


eae; Agrococcus. 
Clavibacter 
3768438 3769927 


Friedmanniella 


manniella lacustris 


Nocardioidaceae; 


Rathayibacter caricis 


1 886196 Rathayibacter caricis 
Micrococ 


obacteriaceae; 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Curtobacterium. 


Curtobacterium 
4 Curtobacterium 
eae; Microbacteriaceae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

5 Actinoplanes 

nosporineae; 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 


NR_026156.1 


Curtobacterium citreum 


strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


strain B 5329 16S 


spinosa strain DS 
spinosa Bacteria; 


Pseudonocardiacea 
619924 Bacteria_16S 


strain 801 16S ri 


strain MCRL 0044 


6 
strain DSB MGU 15 


6 


XILO1 16S ribosomal RNA, 


Actinobacteridae; 


subsp. nitratus s 


cerinus subsp. ni 
Microbacteriaceae 
619924 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 


Actinosynnematace 


6 
strain YIM 31530 


VKM Ac-1800 16S r 


subroseum strain 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 
619924 Bacteria_16S 
strain LV3 16S ri 


619924 Bacteria_16S 


619924 Bacteria_16S 


49678 49627 1 51 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 
ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 

2669386 2669335 1 Sl gi|219857211|ref|NR_024839.1| Saccharopolyspora 

M 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Saccharopolyspora. 

3007284 3007190 1 92 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 

bosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 

265988 265914 1 73 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 

16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
349713 349639 1 73 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
378019 377945 1 73 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

402560 402486 1 73 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
train IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
tratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Agromyces. 

450473 450399 1 73 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
ain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 

462690 462596 1 92 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 

565192 565098 1 92 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 

bosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 

756582 756508 1 73 gi|265678542|ref|NR_028846.1| Agromyces albus strain 

ibosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

875487 875393 1 92 gi|265678462|ref|NR_028765.1| Streptosporangium 

CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 


subroseum Bacteri 
Streptosporangiac 


strain AS4.0578 1 


619924 Bacteria_16S 


eae; Streptosporangium. 


878433 878359 1 73 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


6 
strain VKM Ac-180 


Actinobacteria; Actinobacteridae 
19924 Bacteria_16S 


6 
VKM Ac-1401 16S r 


19924 Bacteria_16S 


887563 887489 1 73 gi 
4 16S ribosomal RNA, partial sequence 
; Actinomycetales; Micr 
912123 912049 1 73 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


pretiosum subsp. 
Actinomycetales; 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
6 
strain LK2-10 16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


913643 913569 1 73 gi 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

915201 915127 1 73 gi 
pretiosum strain C-15003 16S ribosomal 


Pseudonocardineae; Actinosynnemataceae 
1031944 1031870 1 73 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1048864 1048790 1 73 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


619924 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 
6 
strain 14 16S rib 


19924 Bacteria_16S 


1075915 1075821 1 92 gi 
ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
dococcus. 

1102908 1102834 1 
osomal RNA, partial sequence 


73 gi 


a; Actinobacteria; Actinobacteridae; Actinomycet 


6S ribosomal RNA, partial sequence 877138 87856 


910794 91228 
ococcineae; 


1047573 10490 


265678460 


donocardin 
265678453 
88624 


265678437 
265678436 


artial seq 
dae; Actin 


265678435 
RNA, part 


; Actinosy 
265678357 
quence 

Actinomyc 


265678346 
omonospori 
265678327 


uence 
e; Actinom 


ococcineae; 


ales; 


Streptospo 


ref |NR_028763.1 
eae; Actinosynne 
ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028739.1 


crobacteriac 
NR_028738.1 
e 912332 
etales; Pseu 


7 Mi 
ref 
uenc 
omyc 


ref 
ial 


NR_028737.1 
sequence 


nnema. 
ref |NR_028659.1 
1030633 103211 
etales; Micromon 


ref|NR_028648.1 


neae; Micromono 


H s 


ref|NR_028629.1 
1074605 107593 
ycetales; Coryne 


265678308 


rangineae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Micromonospora 
4 Micromonospora 
osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Rhodococcus 
5 Rhodococcus 
bacterineae; 


ref|NR_028610.1 


Agromyces rhizospherae 


1101592 1103101 Agromyces rhizospherae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


CMS 76r 16S ribos 
Actinobacteridae; 


cynodontis JCM 97 
cynodontis Bacter 


Microbacteriaceae 


strain LM 036 16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


1139341 11392471 92 gi 
Actinomycetales; Micrococcineae; Micr 
1402409 1402335 1 73 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1440542 1440468 1 73 
ribosomal RNA, partial sequence 


v 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


endolithica strai 
endolithica Bacte 
Micromonosporacea 
6 
caeruleus subsp. 


Actinomycetales; 


atsumotoense str 
atsumotoense Bac 
icromonosporacea 


spanaensis strai 
Spanaensis Bacte 
Actinosynnematace 
6 
strain MK27-91F2 


6 
m 
m 
M 
6 
e 
e 


619924 Bacteria_16S 
n AA459 16S ribosomal RNA, partial seq 


19924 Bacteria_16S 
caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. 


19924 Bacteria_16S 


19924 Bacteria_16S 
n NRRL 15764 16S ribosomal RNA, partia 


19924 Bacteria_16S 


1452668 1452594 1 73 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1495050 1494976 1 


73 gi 


Micromonosporineae; Micromonosporaceae 
1532670 1532596 1 73 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 

1538737 1538663 1 73 gi 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1574823 1574749 1 


13 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


strain JCM 9114 1 


619924 Bacteria_16S 


1576349 1576275 1 73 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


6 
albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
619924 Bacteria_16S 


strain P 229/10 1 


19924 Bacteria_16S 


1666334 1666260 1 73 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
1823073 1822999 1 


13 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 
6 
strain YIM 21741 


619924 Bacteria_16S 


19924 Bacteria_16S 


2174662 2174568 1 92 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2229191 22291171 


73 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


6 
strain K265 16S r 
Actinobacteria; A 


strain K300 16S r 
Actinobacteria; A 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


strain K97-0003 1 
Actinobacteria; A 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


strain IFO 12512 
Actinobacteria; A 


19924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


2361300 2361226 1 73 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2362819 2362745 1 73 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2535617 2535523 1 92 gi 
Ben 108 16S ribosomal RNA, partial seq 


gi 


Micr 
gi 


Friedmanniella. 
2588588 2588494 1 92 gi 
Ben 107 16S ribosomal RNA, partial seq 


Friedmanniella. 


2725049 2724975 1 73 gi 
ctinobacteridae; Actinomycetales; Micr 
2796914 2796840 1 73 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2804522 2804448 1 


73 gi 


ctinobacteridae; Actinomycetales; Micr 


6 


19924 Bacteria_16S 


2827118 2827024 1 92 gi 


ob 


Ac 


do 


ue 


v 
bom 


e; 


1 


do 


do 


nc 
al 


oc 


s 
e; 


oc 


oc 


oc 


ue 


a; Actinobacteria; Actinobacteridae; Act 


ue 


a; Actinobacteria; Actinobacteridae; Act 


om 


al 
e; 


om 


253680764 
omal RNA, complete sequence 1138010 1139535 Leifs 


228715351 


224581428 
1439230 14407 


224581419 
Actinomyc 


219846703 


219857427 


219857377 
Actinomyc 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


219878431 


219878321 
6S ribosomal RNA, partial sequence 1821775 18232 


219857619 


219857580 
16S ribosomal RNA, partial sequence 2227890 22293 


219857487 
2360002 23614 


219857486 
2361525 23629 


219857354 


219857276 


219857172 
6S ribosomal RNA, partial sequence 2723739 27252 


219857119 


219857114 
16S ribosomal RNA, partial sequence 2803231 28047 


ref 
onia 
eae; 

ref 


acteriac 


14011 
tinomycetale 
ref 
nocardineae; 
ref 
nce 
etal 


ref 
RNA, partia 
lane 
ref 
al sequence 
Actinomycet 


Couchiop 


ref 
sequence 
etal 


ref 
nocardineae; 
ref 
nocardineae; 
ref 


16650 
Pseu 


e 
es; dono 


ref 
> Mi 
ref 
equence 2 
Actinomycet 


occineae 


ref 


+ Mi 
ref 


occineae 


7 Mi 
ref 


occineae 


7 Mi 
ref 


occineae 


nce 
inomycetales 
ref 
nce 
inomycet 


ref 


onosporineae 
ref 
sequenc 


Actinomycet 
ref 


onosporineae 


219856906 


ref 


11 1402554 Leifs 


1451367 14528 


31 1666519 Kibde 


173451 21748 


2534307 25357 


2587275 25887 
ales; 


e 2795622 27970 


NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_027523.1 
° 
c 


s; Micrococ 


NR_027210.1 


Actinosynne 
NR_027200.1 
4 
es; Micromon 
NR_026295.1 
1 sequence 


Ss. 
NR_025015.1 
153135 


ales; Micro 


NR_024965.1 


1537426 153893 


es; Pseudono 


NR_024687.1 


Actinosynne 
NR_024686.1 


Actinosynne 
NR_025570.1 
1 
cardineae; P 
NR_025460.1 


crobacteriac 

NR_025208.1 
5 
e 


ales; Coryn 


NR_025168.1 


crobacteriac 
NR_025075.1 


crobacteriac 
NR_025074.1 


crobacteriac 
NR_024942.1 
8 
a 


; Propionib 
NR_024907.1 
4 
a 


; Propionib 


NR_024800.1 
; Micromonos 
NR_024747.1 
9 
mi 


ales; Micro 


NR_024742.1 


; Micromonos 


Leifsonia rubra strain 
ria; Actinobacteria; 


Leifsonia xyli subsp. 
nia xyli subsp. 


ineae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Micromonospora 

3 Micromonospora 

osporineae; 


Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Micromonospora 
9 1532864 Micromonospora 


monosporineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Kibdelosporangium 

osporangium albatum 

seudonocardiaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 

Rhodococcus 
9 Rhodococcus 
bacterineae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Friedmanniella 

3 Friedmanniella 

cterineae; 


Friedmanniella 
9 Friedmanniella 


cterineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Actinoplanes 

4 Actinoplanes 

onosporineae; 


Actinoplanes digitatis 


01 Actinoplanes digitatis Bacteria; 


poraceae; Actinoplanes. 


NR_024727.1 


Sporichthya polymorpha 


strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


Sporic 


hthyaceae; S 


porichthya. 


619924 Bacteria_16S 
strain JCM 9312 1 


2830192 2830118 1 73 gi| 219856904 
6S ribosomal RNA, partial sequence 2828900 28303 


ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 
619924 Bacteria_16S 2840839 2840765 1 73 gi|219856897|ref|NR_024716.1| Agromyces luteolus 


strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
619924 Bacteria_16S 2894850 2894756 1 92 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
619924 Bacteria_16S 2896345 2896251 1 92 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
619924 Bacteria_16S 2897839 2897745 1 92 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

619924 Bacteria_16S 2899328 2899234 1 92 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

619924 Bacteria_16S 2903914 2903820 1 92 gi|219856854|ref|NR_024673.1| Zimmermannella alba 


strain IFO 15616 16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
619924 Bacteria_16S 2940348 29402741 73 gi| 219856830 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 29405 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
619924 Bacteria_16S 2941869 2941795 1 73 gi| 219856829 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Micromonosporaceae; Virgisporangium. 
619924 Bacteria_16S 2943385 29433111 73 gi| 219856828 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Micromonosporaceae; Virgisporangium. 

619924 Bacteria_16S 2944901 2944807 1 92 gi 
brevicatena strain YU 720-21 16S ribosomal RNA, partial 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 
Sporichthya. 
619924 Bacteria_16S 2970634 2970540 1 92 gi 
antarctica strain AA-1042 16S ribosomal RNA, partial se 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; Friedmanniella. 

619924 Bacteria_16S 3103877 3103803 1 73 gi 
ifhornensis strain HR1-2 16S ribosomal RNA, partial se 


77 Zimmermannella alba Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 

ref|NR_024649.1| Lentzea albida strain 

28 Lentzea albida Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref|NR_024648.1| Virgisporangium 
2940579 2942047 Virgisporangium 

etales; Micromonosporineae; 


ref |NR_024647.1 
2942098 294356 


ales; Micromonos 


Virgisporangium 
3 Virgisporangium 
porineae; 


219856827 
sequence 
Actinomyc 


ref|NR_024646.1 
2943614 294507 
etales; Frankine 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


219846944 
quence 
Actinomyce 


Friedmanniella 
0 Friedmanniella 
acterineae; 


ref|NR_026536.1 
2969338 297081 
tales; Propionib 


219846853 
quence 


ref |NR_026445.1 


102586 310404 


Verrucosispora 
7 Verrucosispora 


w 


ifhornensis Bact 


inaceum strain D 


19924 Bacteria_16S 


eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3325027 3324953 1 73 gi 
SM 43823 16S ribosomal RNA, partial se 


’ 


qu 


219846702 


Actinomy 


ence 


ceta 


ref 


les; 


3323723 33251 


Micromo 


NR_026294.1 


9 


nosporineae; 


Dactylosporangium 
8 Dactylosporangium 


g 
g 
Micromonosporacea 
6 
Vv 
Vv 


inaceum Bacteria; Actinobacteria; Actinobacteridae; Acti 
Micromonosporaceae; Dactylosporangium. 
619924 Bacteria_16S 3326554 3326480 1 73 gi 


roseum strain DSM 43916 16S ribosomal RNA, partial sequ 


nomycetales; Micromonosporineae; 


219846701 
ence 33252 


ref |NR_026293.1 
49 3326720 Dactyl 


Dactylosporangium 
osporangium roseum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

619924 Bacteria_16S 3328075 3328001 1 73 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

619924 Bacteria_16S 3329594 3329520 1 73 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

619924 Bacteria_16S 3335640 3335566 1 73 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

619924 Bacteria_16S 3341681 3341607 1 73 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

619924 Bacteria_16S 3343207 3343133 1 73 gi|219846689|ref|NR_026281.1| Dactylosporangium 


thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 


619924 Bacteria_16S 3344727 3344653 1 73 gi|219846688|ref|NR_026280.1 
inositola DSM 43819 16S ribosomal RNA, partial sequence 33434 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonospora. 

619924 Bacteria_16S 3346255 3346181 1 73 gi| 219846687 |ref|NR_026279.1 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 33449 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonospora. 

619924 Bacteria_16S 3347781 3347707 1 73 gi|219846686|ref|NR_026278.1 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 33464 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonospora. 

619924 Bacteria_16S 3349307 3349233 1 73 gi| 219846685 |ref|NR_026277.1 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micro 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonospora. 

619924 Bacteria_16S 3396482 3396408 1 73 gi|219846648|ref|NR_026240.1 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Pro: 

Promicromonospora. 

619924 Bacteria_16S 3474751 3474657 1 92 gi|219846593|ref|NR_026185.1 
strain : DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodoc 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
619924 Bacteria_16S 3504926 3504852 1 73 gi|219846573|ref|NR_026165.1 


strain DSM 43045 


16S ribosomal RNA, partial sequence 3503623 35051 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
619924 Bacteria_16S 3512536 3512442 1 92 gi|219846568|ref|NR_026160.1 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 351270 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

619924 Bacteria_16S 3918556 3918482 1 73 gi|219846282|ref|NR_025872.1 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 391873 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micromonosporaceae; Spirilliplanes. 

619924 Bacteria_16S 4024526 4024452 1 73 gi| 219846207 |ref|NR_025797.1 
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619924 Bacteria_16S 


219846186 
Actinomyc 
219846068 


Actinomyc 


265678829 


219857118 


219857117 
16S ribosomal RNA, partial sequence 2798665 28 
omonosp 
219857116 
16S ribosomal RNA, partial sequence 2800187 28 
omonosp' 
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Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 
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eae; Agromyces. 
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eae; Microbacteriaceae; 
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Nocardioides 
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cardineae; 


Cryptosporangium 
Cryptosporangium 
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, 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Actinoplanes 


capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


619924 Bacteria_16S 3524744 35246711 73 gi|219846560|ref|NR_026152.1 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 352488 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocar 
Pseudonocardiaceae; Saccharopolyspora. 

619924 Bacteria_16S 3713246 3713173 1 72 gi|219846428|ref|NR_026019.1 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actino 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Actinoplanes. 

619924 Bacteria_16S 3714707 3714634 1 72 gi| 219846427 |ref|NR_026018.1 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 371485 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micromonosporaceae; Actinoplanes. 

619924 Bacteria_16S 3903604 39035311 72 gi| 219846293 |ref|NR_025883.1 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 39037 

Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiacea 
619924 Bacteria_16S 1449756 1449662 1 92 gi|224581421|ref|NR_027202.1 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Promicromonospora. 

619924 Bacteria_16S 2136867 2136772 1 92 gi|219857644|ref|NR_025233.1 
strain ATCC 51384 16S ribosomal RNA, partial sequence 2135574 2137022 Mycoba 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
619924 Bacteria_16S 46610 46559 1 51 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
619924 Bacteria_16S 74049 73998 1 51 gi|265679015|ref|NR_029323.1 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardiaceae; Pseudonocardia. 

619924 Bacteria_16S 108782 108731 1 51 gi|265678990|ref|NR_029298.1 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 

619924 Bacteria_16S 110274 110223 1 51 gi| 265678989 |ref|NR_029297.1 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
619924 Bacteria_16S 116530 116479 1 51 gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

619924 Bacteria_16S 148325 148274 1 51 gi|265678964|ref|NR_029272.1 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineospo 
Kineosporiaceae; Kineococcus. 

619924 Bacteria_16S 221962 221911 1 51 gi| 265678915 |ref|NR_029223.1 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

619924 Bacteria_16S 226443 226392 1 St gi| 265678912 |ref|NR_029220.1 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
619924 Bacteria_16S 227950 227899 1 51 gi|265678911|ref|NR_029219.1 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

619924 Bacteria_16S 229456 229405 1 51 gi|265678910|ref|NR_029218.1 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
619924 Bacteria_16S 230964 230913 1 Si gi|265678909|ref|NR_029217.1 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
619924 Bacteria_16S 243441 243390 1 51 gi|265678900|ref|NR_029208.1 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

619924 Bacteria_16S 246483 246432 1 51 gi| 265678898 |ref|NR_029206.1 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Rhodococcus. 

619924 Bacteria_16S 334529 334478 1 51 gi| 265678838 |ref|NR_029143.1 
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333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
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405633 405582 1 
strain A288 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


479389 479338 1 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
480938 480887 1 
W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


539170 539119 1 
sychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
581644 581593 1 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
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1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


625527 625476 1 
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265678732|ref|NR_029037.1| Mycobacterium 
478074 479572 Mycobacterium 


Actinomycetales; Corynebacterineae; 
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265678640|ref|NR_028945.1| Mycobacterium 
616795 618320 Mycobacterium holsaticum 
Corynebacterineae; Mycobacteriaceae; 
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889084 889033 1 
lava strain AS 4.1520 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


890589 890538 1 
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strain gM-1 16S ribosomal RNA, partial sequence 
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E347 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


711792 713308 Mycobacterium 


gi 


gi 


Kocuria. 


265678574|ref|NR_028879.1| Mycobacterium caprae 
caprae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
265678573|ref|NR_028878.1| Mycobacterium 

713359 714869 Mycobacterium botniense 


Corynebacterineae; Mycobacteriaceae; 


265678519|ref|NR_028823.1| Gordonia sinesedis 


789013 790486 Gordonia sinesedis Bacteria; 


gi 


gi 


gi 


gi 


Gordoniaceae; Gordonia. 
265678505|ref|NR_028808.1| Mycobacterium 
810468 811984 Mycobacterium 


Corynebacterineae; 


19924 Bacteria_16S 852723 852672 1 51 gi| 265678478 |ref|NR_028781.1| Kineococcus 
adiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
adiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
ineosporiaceae; Kineococcus. 


265678452 |ref|NR_028754.1| Saccharopolyspora 
887783 889225 Saccharopolyspora flava 
Pseudonocardineae; Pseudonocardiaceae; 


265678451 
equence 


ref |NR_028753.1| Actinomadura 
889276 890727 Actinomadura 

Actinomycetales; Streptosporangineae; 

265678402 Nocardia cerradoensis 


ref |NR_028704.1 


963457 964882 Nocardia cerradoensis Bacteria; 


Corynebacterineae; 


gi 


Nocardiaceae; Nocardia. 


265678299|ref|NR_028600.1| Kineosporia rhamnosa 


1113840 1115313 Kineosporia rhamnosa Bacteria; 
Kineosporiineae; Kineosporiaceae; Kineosporia. 


gi 


265678298 |ref|NR_028599.1| Kineosporia succinea 


1115364 1116839 Kineosporia succinea Bacteria; 
Kineosporiineae; Kineosporiaceae; Kineosporia. 


gi 


90 16S ribosomal RNA, partial s 
nobacteria; Actinobacteridae; Actinomycetales; 


gi 


253680767 
equence 


ref|NR_028015.1| Corynebacterium 
133500 1134881 Corynebacterium 


Corynebacterineae; 


R 


253680765|ref|NR_028013.1| Leifsonia aurea strain 


1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 


Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 


ATTTACTGGGCGTAAAGCGCGCGTAGGCGGCTATGCCAGTCAGAGGTGAAAGCCCAGGGCTCAACCCTGGAACGGCCTTTGATACTGCATAGCTTGAGTTCGGGA 
GAGGGGTATGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGTACCCTGGCCCGAGACTGACGCTGAGGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATGTCGGGGNGCATGCGTNTCGGTGTCGCAGCTAACGCATTAAG 
CACTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAAC 
CTTACCAGCCCTTGACATCCCGTGACCGCTCCGGAGACGGAGTTTCCCCTTCGGGGGCACGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTCAGTTGCCATCAGTTCGGCTGGGCACTCTGAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGACTACAATGGGCAGCGACACGGCGACGTGAAGCTAATCTCCAAAAGTCGT 
CTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTTGGCTCTACCCGAAGACGGTACGCTAACCGCAAGGAGGCAGCCGGCCACGGTAGGGTCAGCGACTGGGGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCGGG 
TGCTTGCACTCGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCATCACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATACGACC 
AACCCTTGCATGGGGTGTTGGTGGAAAGATTTATCGGTGGTGGATGGACTCGCGTCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAG 
CCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAG 
CGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCTTTTGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAAATCTGGGGCTTAACC 
CTGGACGTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAA 
GGCAGGTCTCTGGGCCATTACTGACGCTGAGAAGCGAGAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGCGTG 
GGTCTCATTCCACGAGATCCGTGTCGAAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGGACAGTCCCAGAGATGGGATCTTCTTCGGACTGGTGCAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTC 
ATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAAGCATGCTACAATGGCCGGTACAGAGG 
GTTGCGATGCCGTGAGGTGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGAGGAGC 
CGTCTAAGGTGGGACCGGTGATTGGGACTAAGTCGTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAA 
CGCTGGCGGTATGCTTAACACATGCAAGTCGAACGCGACGAAGGTGCTTGCACCTTCAGAGAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTACCCTTTGGA 
AAGGAATAGCCTCGGGAAACTGGGAGTAATGCCTTATAAGATGCGAGAGCCGCATGGCTATTGTATTAAACGCTCCGGCGCCATAGGATGGACCCGCGTCCCATT 
AGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATGGGTAGCCGGTCTGAGAGGGCGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAAAA 
AAGACGGTACCCAAGAAGAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCA 
GGCGGTTTTTTAAGTCAGATGTGAAAGGTTACGGCTCAACCGTAGACATGCATTTGAAACTGAAAGACTTGAGTATTGGAGAGGCAAGTGGAATTCCTAGTGTAG 
CGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTT 
GAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAATCC 
GAGAGATCGGACGTTCCCTTCGGGGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCC 
TGTGGTTAGTTGCCATCATTTAGTTGGGCACTCTAAGCAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGG 
GCTACACACGTGCTACAATGGTCTGAACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGTTCGGATTGTAGGCTGAAACTCGCCT 
ACATGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCC 
GAAGTCAGTGAGACAACCGTAAGGAGTCAGCTGCCGAAGGTGGGGTCGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTGNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAGTTTGATCCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCAACTCGA 
GTCTTCGGACTTGGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCTCTTAGTCTGGGACAACATCTGGAAACGGATGCTAATACCGGATATTATGCTTTT 
TTCGCATGGAGAAAGCATGAAAGCTACATGCGCTAAGAGAGAGCTTTGCGTCCCATTAGCTCGTTGGTGAGGTAACGGCTCACCAAGGCAATGATGGGTACCCGG 
CCTGAGAGGGTGAACGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAA 
TTCTGTGTGCACGATGACGTTTTTCGGAATGTAAAGTGCTTTCAGTCGGGAAGAAGAAAGTGACGGTACCGACAGAAGAAGCGACGGCTAAATACGTGCCAGCAG 
CCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGCAAGGAAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTA 
TTGCGTTGGAAACTGCCTTACTAGAGTACTGGAGAGGTAGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGC 
CTACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATTACTAGGTGTTGGGGGT 
CAAACCTCAGCGCCCAAGCTAACGCGATAAGTAATCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCGTTTGACATCCTACGAACGGTGCAGAGATGCGCCGGTGCCCCTTCGGGGGAACGTAGTGACAGGT 
GGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTATGTTACCAGCCTTCAGTTGGGGACTCATGCGA 
TACTGCCTGCGACGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACGCTGGGCTACACACGTGCTACAATGGGTAGTACAGAGAGCCGCA 
AACCCGCGAGGGGGAGCAAATCTCAGAAAACTATTCTTAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCAAT 
GTTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTGGGTTGCACCTGAAGTAGCAGGCCTAACCTTAGGGAAGGATGCTCCGAG 
GGTGTGGTTCGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGA 
ACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATCCTCGGAGCTTGCTTCGGGGTGAGCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCC 
TGACTCTGGAATAAGCGCTGGAAACGGCGTCTAATACCGGATATGACACGCTTCCGCATGGGGTGCGTGTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCC 
TATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGCGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGA 
AGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGA 
GCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAAATCCGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCACTACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGG 
ATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAGGTGTGGGTCTCATTCCACGAGATCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGA 
CATATACCGGAAACATTCAGAGATGGGTGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAGGTCAAATCATCATG 
CCCCTTATGTCTTGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGAAACCGTGAGGTGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGGG 
GTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCACAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACG 
AAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACCC 
TTGGAGCTTGCTCCAGGGTGAGCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGAATAAGCGCTGGAAACGGCGTCTAATACCGGATA 
CGACACGCCTCCGCATGGGGAGCGTGTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGG 
GTAGCCGGCCTGAGAGGGCGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGAT 
GCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAAATCCGGGGCTC 


6 
f 


Fh 


19924 Bacteria_16S 


1236153 1236102 1 


Mycobacteriaceae; Mycobacterium. 


6 


19924 Bacteria_16S 


Mycobacterium. 


6 


DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


6 
s 


6 
s 


19924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


1251198 1251147 1 


1351291 1351240 1 


1461618 1461567 1 


1535665 1535614 1 


51 


51 


SL 


51 


train CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


51 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


6 
t 
t 


19924 Bacteria_16S 
exasensis strain 
exasensis Bacteria; 


Actinosynnemataceae; 


6 


diospyrosa strain 


19924 Bacteria_16S 


diospyrosa Bacteria; 
Actinosynnemataceae; 


6 
c 
c 
M 
6 


19924 Bacteria_16S 


19924 Bacteria_16S 


1537174 1537123 1 


51 


gi 


rederiksbergense strain DSM 44346 16S ribosomal RNA, p 
rederiksbergense Bacteria; Actinobacteria; Actinobacte 


gi 


strain CDC 941078 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


1349993 13514 


gi 


1460297 14618 


gi 


gi 


NRRL B-16134 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; 


Saccharothrix. 
1543407 1543356 1 


SL 


gi 


NRRL B-24047 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; 


Actinokineospora. 
1561328 1561277 1 


1727289 1727238 1 


51 


Dil 


gi 


gi 


219878254 


219857412 


228720546 


224581412 


219857414 


train JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura 
Streptosporangineae; 


219857378 


219857374 


219846147 


anariasense strain 502329 16S ribosomal RNA, partial sequence 
anariasense Bacteria; Actinobacteria; Actinobacteridae; 
ycobacteriaceae; Mycobacterium. 


219878390 


rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 


rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; Mycobacterium. 


6 
s 


6 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


s 
s 
P 
6 
s 
s 


Mycobacteriaceae; 


6 


19924 Bacteria_16S 
train DSM 44222 


19924 Bacteria_16S 


19924 Bacteria_16S 
asiphocae strain 


rthrobacter. 
19924 Bacteria_16S 


seudonocardiaceae; 
19924 Bacteria_16S 
megmatis strain 
megmatis Bacteri 


19924 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
619924 Bacteria_16S 
6482 1 
Bacteria; Actinobacteria 
Mycobacterium; Mycobacte 
19924 Bacteria_16S 


Mycobacteriaceae; 


pinnipedii strain 


6 

africanum strain 
africanum Bacteria; 
Mycobacteriaceae; 

6 


Mycobacteriaceae; 


ATCC 25420 16S 


Mycoba 
19924 Bacteria_16S 
scrofulaceum strain ATCC 


1728828 1728777 1 


1731877 1731826 1 


1874850 1874799 1 


1950917 1950866 1 


Pseudonocardia. 
2034504 2034453 1 


ATCC 19420 16S ribosomal RNA, 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


2091286 2091235 1 


2112677 21126261 


2129349 2129298 1 


2130828 2130777 1 


2132333 2132282 1 


ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
cterium; Mycobacterium 


51 


51 


51 


51 


51 


51 


51 


51 


Dil 


51 


gi 


gi 


gi 


6 

n M597/99/10 16S ribosomal RNA, partial 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 
A 

6 


gi 


pinosispora strain LM 141 16S ribosomal RNA, partial s 
pinosispora Bacteria; Actinobacteria; Actinobacteridae; 


gi 


partial 


gi 


gi 


6S ribosomal RNA, partial sequence 
; Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


gi 


partial 


tubercul 


gi 


19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
619924 Bacteria_16S 


gi 


219878389 


16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878387 


n DSM 44221 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


219878285 
sequence 


219878228 
equence 


219878172 
sequence 


219878129 
sequence 


219857660 


219857649 
sequence 


219857648 


219857647 


tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


artial sequence 
ridae; Actinomycetales; Co 


1249918 1251238 Mycoba 
Corynebacterineae; Mycobacteriaceae; 


sequence 1535864 153737 
Actinomycetales; 


sequence 1542095 154360 
Actinomycetales; 


Actinomycetales; 


inomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


inomycetales; 


ref |NR_025393.1 


123486 


ref|NR_025000.1 


ref|NR_027594.1 


ref |NR_027193.1 


ref|NR_025002.1 
Thermomon 
ref|NR_024966.1 


Pseudonoc 


ref|NR_024962.1 


Pseudonoc 


ref|NR_025737.1 
1560055 156148 
Coryneb 


ref|NR_025529.1 

1725987 172747 
Corynebact 
ref|NR_025528.1 
Mycobacteri 
ref |NR_025526.1 
1730570 173206 
Coryneba 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
Corynebacterineae; Gordoniaceae; 


Gordonia. 
Kocuria carniphila 


11 Kocuria carniphila Bacteria; 
ococcineae; Micrococcaceae 


; Kocuria. 
Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


ref|NR_025424.1 
1873541 187493 
Micrococc 


ref|NR_025367.1 
1949601 195111 
Pseudon 


ref|NR_025311.1 
2033216 203470 
Corynebact 


ref|NR_025268.1 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Mycobacterium 
2 Mycobacterium 


erineae; 


Mycobacterium 


2 


Actinomycetales; 


ref 


2111381 2112761 Mycob 
Corynebacterineae; Mycobacteriaceae; 


ref 
2 


osis complex. 


ref 


sequence 2129523 21309 
Actinomycetales; 


ref 


NR_025249.1 


NR_025238.1 


NR_025237.1 


NR_025236.1 


089993 2091437 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


acterium pinnipedii 


Mycobacterium 


128040 2129472 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


88 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


2131039 2132489 Mycobacterium 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


strain ATCC 19422 
Bacteria; Actinob 


Mycobacterium; My 


strain ATCC 927 1 


Actinobacteria; Actinoba 
619924 Bacteria_16S 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


strain NRCM 00-25 


strain A290 16S r 
Actinomadura. 

strain FI-13295 1 
pyridinivorans st 
pyridinivorans Ba 


Nocardiaceae; Rho 


strain DNP505 16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


2133836 2133785 1 
ATCC 35087 16S 
a; 
Mycobacterium. 
2135349 2135298 1 
16S ribosomal 
acteria; 


2165541 2165490 1 


2195899 2195848 1 


dococcus. 
2218580 2218529 1 


2311384 2311333 1 


2328107 2328056 1 


2422322 24222711 


dococcus. 
2497599 2497548 1 


2594807 2594756 1 


ribosomal RNA, 
Actinobacteria; Actinobacteridae; Act 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Dill 


51 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
cobacterium tuberculosis complex. 
619924 Bacteria_16S 


51 


51 


51 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
619924 Bacteria_16S 


51 


51 


Sik 


51 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
619924 Bacteria_16S 


St 


219857646 
sequence 


gi 
partial 


gi|219857645 


gi| 219857625 


6S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium 
cteridae; Actinomycetales; Corynebacterineae; 


gi| 219857602 


ain M712 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


219857587 
22172 


gi 


gi| 219857522 
2310109 23115 


gi|219857511 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
619924 Bacteria_16S 


gi] 219857445 


rain PDB9 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


gi| 219857385 
2496307 24977 


gi|219857272 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
619924 Bacteria_16S 
strain CIP 103464 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
19924 Bacteria_16S 
43856 16S ribosomal RNA, partial sequence 26665 
acteria; Actinobacteridae; Actinomycetales; 


aberi strain DSM 
acteria; Actinob 
accharopolyspora 


aikonurensis str 
aikonurensis Bac 
Nocardiaceae; Rho 


ToTNHnHWK a 


619924 Bacteria_16S 


strain IFO 16295 


strain SJS0289-JS 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


619924 Bacteria_16S 


strain IFO 16068 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


619924 Bacteria_16S 


strain IFO 15059 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; 


19924 Bacteria_16S 


2640811 2640760 1 


2667871 2667820 1 


2747435 2747384 1 


dococcus. 
2771360 2771309 1 


2906978 2906927 1 


2938829 2938778 1 


Actinoalloteichus. 
2955470 2955419 1 


e; 


2987449 2987398 1 


dococcus. 
2988975 2988924 1 


3023835 3023784 1 


3093338 3093287 1 


51 


SL 


51 


51 


51 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
619924 Bacteria_16S 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


51 


51 


51 


51 


51 


51 


strain TA68 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


219857231 
26395 


gi 


gi| 219857212 


gi| 219857156 


ain Al-22 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


gi| 219857137 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
619924 Bacteria_16S 


219856852 
29056 


gi 


n 

gi| 219856831 
1 sequence 
7 


gi| 219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
619924 Bacteria_16S 
train NCIMB 13082 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


gi| 219846932 


gi| 219846931 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
619924 Bacteria_16S 
s strain Kd2 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 
Gordonia. 
619924 Bacteria_16S 


219846908 
sequence 


gi 


gi|219846860 


inomycetales; 


Actinomycetales; 


Streptosporangineae; 


Actinomycetales; 


Pseudonocardineae; P 


Actinomycetales; 


ebacterineae; 


Actinomycetales; 


Actinomycetales; 


NR_025235.1 
132540 213398 


ref 


ND 


ref |NR_025234.1 


ref |NR_025214.1 


NR_025190.1 
194621 219603 


ref 


ND 


ref|NR_025175.1 
72 2218741 Mycoba 
Mycobacteri 
ref|NR_025110.1 
29 Actinomadura 
Thermomon 


ref|NR_025099.1 
77 Mycobacterium 
Mycobacteri 
ref|NR_025033.1 

2421026 242250 
Coryn 


ref |NR_024973.1 
Nocardiacea 
ref |NR_024903.1 
10 Mycobacterium 
Mycobacteri 
ref |NR_024859.1 
12 2640976 Mycoba 
Mycobacteri 
ref |NR_024840.1 
99 2668066 Saccha 


ref |NR_024784.1 

2746146 274749 
Coryne 
ref|NR_024765.1 
Nocardiacea 
ref|NR_024671.1 
66 2907143 Willia 
Williamsiac 
ref |NR_024650.1 
2937540 293900 
Pseudon 
ref |NR_024639.1 
Gordoniacea 
NR_026524.1 
298615 
Cory 


ref 


ref |NR_026523.1 
Gordoniacea 
ref|NR_026500.1 

3022528 302398 
tinomycetales; C 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium microti 


2134040 2135523 Mycobacterium microti 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium marinum 
marinum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Rhodococcus 
1 Rhodococcus 


Corynebacterineae; 


Mycobacterium lacus 

cterium lacus Bacteria; 

aceae; Mycobacterium. 
Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Rhodococcus 
3 Rhodococcus 


bacterineae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Gordonia 

4 Gordonia 

orynebacterineae; 


ref |NR_026452.1 


Kocuria rhizophila 


3092041 3093511 Kocuria rhizophila Bacteria; 


strain TAGA27 16S 


strain DSM 43067 
Actinomadura. 


strain DSM 44183 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 
rystallopoietes 
rystallopoietes 


strain DSM 43205 


6 
strain DSM 4954 1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
3473216 3473165 1 51 gi|219846594|ref|NR_026186.1 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
3476274 3476223 1 51 gi|219846592|ref|NR_026184.1 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
3477800 3477749 1 51 gi|219846591|ref|NR_026183.1 
ain DSM 43752 16S ribosomal RNA, partial sequence 3476498 347797 


Nocardiaceae; 
6 
chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


619924 Bacteria_16S 


marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Rhodococcus. 
3493030 3492979 1 51 gi| 219846581 |ref|NR_026173.1 
ATCC 43826 16S ribosomal RNA, partial sequence 3491744 349320 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacterium. 
3616379 3616328 1 51 gi| 219846495 |ref|NR_026087.1 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 
train ATCC 33464 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


619924 Bacteria_16S 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


619924 Bacteria_16S 
CC 373 16S ribosomal RNA, partial sequence 34326 


acteria; Actinobacteridae; Actinomycetales; 


619924 Bacteria_16S 


3094855 3094804 1 


3255164 3255113 1 


3337136 3337085 1 


3338646 3338595 1 


Mycobacterium. 
3340158 3340107 1 


Mycobacterium. 
3432472 34324211 


e; Corynebacterium. 
3433920 3433869 1 


3468663 3468612 1 


51 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
619924 Bacteria_16S 


51 


51 


51 


51 


51 


St 


51 


gi|219846859 
3093562 30950 


gi|219846751 


16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846694 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
619924 Bacteria_16S 
ain DSM 43528 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


gi| 219846693 


219846692 


gi 


219846623 
sequence 


gi 
219846621 


gi 


gi|219846597 


Streptosporangineae; 


sequence 3337354 33388 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Corynebacterineae; 


c 

c 

Micrococcaceae; Arthrobacter. 
619924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 
marinonascens str 


19924 Bacteria_16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


619924 Bacteria_16S 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


619924 Bacteria_16S 
strain 3015 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
619924 Bacteria_16S 3626565 3626514 1 51 gi|219846488|ref|NR_026080.1 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

619924 Bacteria_16S 3637310 3637259 1 51 gi| 219846481 |ref|NR_026073.1 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

619924 Bacteria_16S 3664903 3664852 1 51 gi|219846462|ref|NR_026054.1 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 366509 


bohemicum Bacteri 
Mycobacteriaceae; 


6 
hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 

6 


19924 Bacteria_16S 


19924 Bacteria_16S 


3617889 3617838 1 51 gi 


Ko2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3625020 3624969 1 51 gi 


Mycobacterium. 


3722250 3722199 1 51 gi 


3725301 3725250 1 51 gi 


a; Actinobacteria; Actinobacteridae; Act 


3849 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


es; 


es; 


strain DSM 20117 16S ribosomal RNA, partial sequence 


bacterineae; 
219846494 


36165 


Corynebacterineae; M 


219846489 
3623734 36252 


inomycetales; 


219846420 


37209 


Corynebacterineae; M 


219846418 


verrucosospora strain A-184 16S ribosomal RNA, partial sequence 


ref|NR_026451.1 
Micrococcaceae 
ref |NR_026343.1 
21 Actinomadura 
Thermomon 


ref|NR_026286.1 
03 Mycobacterium 
Mycobacteri 
NR_026285.1 
1 
Coryne 


ref 


ref|NR_026284.1 
333886 


Cory 


ref|NR_026215.1 
3431175 343257 
Corynebac 


ref |NR_026213.1 
26 3433942 Coryne 
Cc 
ref|NR_026189.1 
346735 


Mycobacteri 
ref |NR_026086.1 
66 3618027 Mycoba 


ref|NR_026081.1 
17 Mycobacterium 


Corynebact 


ref|NR_026011.1 
52 3722442 Mycoba 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


ref|NR_026009.1 
3724040 372545 


Actinomadura 
0 Actinomadura 


verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; 
619924 Bacteria_16S 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
619924 Bacteria_16S 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 372 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
619924 Bacteria_16S 
luteofluorescens 
luteofluorescens 
Thermomonosporaceae; 
619924 Bacteria_16S 
strain IFO 14679 


Actinomadura. 
619924 Bacteria_16S 


Actinomadura. 
3726762 37267111 


Actinomadura. 
3728214 3728163 1 


3729669 3729618 1 


Actinomadura. 


3732582 37325311 


3734044 3733993 1 


51 


51 


51 


strain 04745 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


51 


16S ribosomal RNA, partial sequence 3731323 373 
Actinobacteria; Actinobacteridae; Actinomycetales; 


51 


gi|219846417 


gi|219846416 
219846415 


gi 


gi|219846413 


gi| 219846412 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 


atramentaria Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
619924 Bacteria_16S 
cosmeticum strain 


Mycobacteriaceae; 
619924 Bacteria_16S 


Actinomadura. 
4039750 4039699 1 


St 


LTA-388 16S ribosomal RNA, partial sequence 


gi|219846197 


sequence 3725501 372690 
Actinomycetales; 


8359 Actinomadura 
Streptosporangineae; 


sequence 
Actinomycetales; 


2731 Actinomadura 
Streptosporangineae; 


Actinomycetales; 


Mycobacteriaceae; 
619924 Bacteria_16S 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 
619924 Bacteria_16S 
strain W4937 16S 


cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacterium. 

4063795 4063744 1 51 gi| 219846177 |ref|NR_025767.1 

nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 406399 

nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacterium. 

4074402 4074351 1 51 gi|219846170|ref|NR_025760.1 

strain HSC68 16S ribosomal RNA, partial sequence 4073095 407456 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacterium. 

4116627 4116576 1 51 gi|219846140|ref|NR_025730.1 


619924 Bacteria_16S 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacter 
Actinomycetales; Micrococcineae; Micrococcaceae; 


Actinobacteridae; 
619924 Bacteria_16S 


4125895 4125844 1 


4234256 42342051 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


51 


Dil 


strain M175 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


19924 Bacteria_16S 


33214 33140 1 


73 


4115405 41168 


gi|219846133 


gi|219846046 


4232932 42344 
nebacterineae; 


gi| 265679042 


icrobacterium. 


strain HKI0088 16 


cellulans strain 
cellulans Bacteri 


19924 Bacteria_16S 


6 

flavescens strain 401 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
M 

6 


66464 66370 1 92 
S ribosomal RNA, partial sequence 


gi 


119605 119511 1 92 gi 
DSM 43879 16S ribosomal RNA, partial s 


Cellulosimicrobium. 


121106 121012 1 92 gi 


137811 137717 1 92 gi 


65168 


31915 


265679020 


66643 


265678983 
equence 


a; Actinobacteria; Actinobacteridae; Actinomycetales; 
Promicromonosporaceae; 
619924 Bacteria_16S 
strain 136 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
619924 Bacteria_16S 
strain 27 16S ribosomal RNA, partial sequence 


265678982 


119823 12132 
Micrococcineae; Cellulomonadac 


265678971 


136495 13800 


Micrococcineae; Micr 


ref|NR_026008.1 


Strept 


ref |NR_026007.1 


Thermomon 


ref|NR_026006.1 
3728410 372981 
Str 


ref|NR_026004.1 


Thermomon 


ref|NR_026003.1 
3732782 373419 
Strepto 


ref |NR_025787.1 
4038441 403994 


Nocardiacea 
ref|NR_025723.1 
Kocuria. 
ref|NR_025636.1 
22 Mycobacterium 
Mycobacteri 
ref |NR_029350.1 

33385 Microb 


ref|NR_029328.1 


ref|NR_029291.1 
118321 119772 
Micrococci 


ref|NR_029290.1 
2 Cellulomonas 


ref |NR_029279.1 


Streptosporangineae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


eptosporangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Mycobacterium 
2 Mycobacterium 


ynebacterineae; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Kocuria marina strain 
ia; Actinobacteria; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Microbacterium 
acterium flavescens 
obacteriaceae; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
619924 Bacteria_16S 


; Bogoriella. 
Cellulosimicrobium 
Cellulosimicrobium 

neae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

619924 Bacteria_16S 139370 139276 1 92 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
619924 Bacteria_16S 140899 140805 1 92 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
19924 Bacteria_16S 


19924 Bacteria_16S 


159165 159091 1 73 gi 


6 

arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; 
6 
h 


Microbacterium. 
160684 160610 1 


73 gi 


Micrococcineae; 


265678957 
sequence 
Actinomyc 


265678956 


elvolus strain DSM 20419 16S ribosomal RNA, partial sequence 


Sanguibacterac 
ref|NR_029265.1 

157869 159336 
etales; Micrococ 


eae; Sanguibacter. 
Microbacterium 
Microbacterium 
cineae; 


ref |NR_029264.1 
159387 160848 


Pseudoclavibacter 
Pseudoclavibacter 


helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 


x 
x 
P 
6 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 
619924 Bacteria_16S 


strain XILO8 16S 


619924 Bacteria_16S 
iligouense strai 
iligouense Bacte 
romicromonospora 
19924 Bacteria_16S 


390228 390154 1 73 gi 
n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ceae; Myceligenerans. 
397897 397803 1 
in XIL11 16S ribosomal RNA, 


92 gi 
complete s 
; Cellulomonas. 

407193 407099 1 92 
ribosomal RNA, complete sequence 


, 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


cellulosilytica s 
cellulosilytica B 


Promicromonospora 


strain S1 16S rib 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619600 619526 1 73 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


782676 782582 1 92 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

837729 837635 1 
osomal RNA, partial sequence 


92 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


6 
koreensis strain 
Bacteria; Actinob 
atellatospora. 


alophilum strain 
acteria; Actinob 
icrobacterium. 


OAsWTAA 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


strain Se-3111 16 


19924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


882942 882868 1 73 gi 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1113608 1113534 1 73 gi 
76 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


1219422 1219328 1 92 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1222460 1222366 1 92 
S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


6 
variabilis strain 
Bacteria; Actinob 
Isoptericola. 

6 
phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 
6 
DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


obscurus DSM 4316 


19924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


1227008 1226914 1 92 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1234639 1234565 1 73 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

1281117 1281023 1 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


’ 


92 gi 


1345162 1345068 1 92 gi 
0 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 
6 
DSM 10542 16S rib 
Bacteria; Actinob 
anguibacter. 


Ss 
6 
paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 

6 
paurometabola str 
paurometabola Bac 
Cellulomonadaceae 
6 
strain DSM 46000 
Actinobacteria; A 


19924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


1349762 1349668 1 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


92 gi 


1698378 1698304 1 73 gi 
n CF36 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


1806218 1806124 1 92 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1807756 1807662 1 


, 


92 gi 


ctinobacteridae; Actinomycetales; Micr 


6 


19924 Bacteria_16S 


1949372 1949298 1 73 gi 


eria; Actinobacteria; Actinobacteridae 


405881 40739 
ococcineae 


265678639 
ce 61837 
ales; 


265678524 
sequence 


dae; 


265678488 


836449 83791 
nebacterin 


265678456 
nce 88163 
ales; 


265678300 
e 11123 
ales; 


219878368 
12181 


ales; 


219878356 


1221167 12226 
occineae 


oc 
219878300 
ce 12257 
ales; Micr 
219878266 
ial sequen 
ae; Actino 
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diaceae; Crossiella. 
Xylanimicrobium 

microbium pachnodae 

icromonosporaceae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Nocardioides 
3 Nocardioides 
ionibacterineae; 
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619924 Bacteria_16S 3509492 3509418 1 73 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

619924 Bacteria_16S 3511012 3510938 1 73 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

619924 Bacteria_16S 4012419 40123251 92 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
619924 Bacteria_16S 4054760 4054666 1 92 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
619924 Bacteria_16S 881440 881367 1 72 gi|265678458|ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 

619924 Bacteria_16S 1820015 1819966 1 49 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
619924 Bacteria_16S 2760850 2760798 1 51 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

619924 Bacteria_16S 297919 297868 1 51 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
619924 Bacteria_16S 1426614 1426522 1 90 gi|224581441|ref|NR_027223.1| Streptomyces 


violaceolatus str 
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Streptomycetaceae 
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e; Actinomycet 
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619924 Bacteria_16S 1428179 1428087 1 90 gi| 224581440 |ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

619924 Bacteria_16S 1528117 1528069 1 48 gi|219857435|ref|NR_025023.1]| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

619924 Bacteria_16S 1710614 1710566 1 48 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

619924 Bacteria_16S 2111136 2111044 1 90 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
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humiferus Bacteria; 
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speibonae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 2670929 2670853 1 75 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

619924 Bacteria_16S 3920116 3920024 1 90 gi| 219846281 |ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 72485 72434 1 51 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

619924 Bacteria_16S 359978 359927 1 51 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

619924 Bacteria_16S 361524 361473 1 51 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 
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5 Jonesia denitrificans Bacteria; 


onesia. 
Amycolatopsis 
Amycolatopsis 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


619924 Bacteria_16S 490254 490180 1 73 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

619924 Bacteria_16S 669529 669455 1 73 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

619924 Bacteria_16S 675617 675523 1 92 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
619924 Bacteria_16S 708511 708417 1 92 gi| 265678577 |ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

619924 Bacteria_16S 778044 777970 1 73 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

619924 Bacteria_16S 839223 839149 1 73 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
619924 Bacteria_16S 918353 918279 1 73 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

619924 Bacteria_16S 919918 919844 1 73 gi|265678432|ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

619924 Bacteria_16S 1090975 1090901 1 73 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

619924 Bacteria_16S 1099943 1099869 1 13 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

619924 Bacteria_16S 1107514 1107440 1 73 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

619924 Bacteria_16S 1109060 1108986 1 73 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

619924 Bacteria_16S 1162028 1161954 1 73 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 

619924 Bacteria_16S 1317540 1317466 1 73 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

619924 Bacteria_16S 1334461 1334387 1 73 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

619924 Bacteria_16S 1346690 1346616 1 73 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

619924 Bacteria_16S 1529629 1529555 1 73 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

619924 Bacteria_16S 1531141 1531047 1 92 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

619924 Bacteria_16S 1564261 1564167 1 92 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

619924 Bacteria_16S 1626672 1626578 1 92 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 


AACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGG 
CGAAGGCAGGTCTCTGGGCCACTACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGG 
TGTGGGACTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACATTCAGAGATGGGTGCCCCGCAAGGTCGGT 
ATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGG 
ACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAGGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACACATGCTACAATGGCCGGTACA 
AAGGGCTGCGAAACCGCAAGGTGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGG 
GAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACC 
TTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTTCGGGTGAAAGCAGGGGACCTTCGGGCCTTGCGCGGATAGATGAGCCGATGTCG 
GATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGA 
AAAGCAGTCGATTAATACTCGGTTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTC 
GGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGCGACTAGAGTGTGG 
TAGAGGGTAGTGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCATGGCGAAGGCAGCTACCTGGACCAACACTGACACTGAGGCACGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAACTAACGCGTT 
AAGTTCGCCGCCTGGGGAGTACGGTCGCAAGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGA 
ACCTTACCTGGTCTTGACATGTCGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACAGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCCCAGAAAC 
CCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTATCGGAAGGTGCGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGATTGAACGC 
TGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGGTGCTTGCACCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGG 
GATAACGCTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGT 
TGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCATTAAC 
CTAATACGTTAGTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACAAGCTAGAGTATGGTAGAGGGTGGT 
GGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGC 
CTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAG 
GCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCACAAAACCGATCGTAGT 
CCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGCCACGGTGTGATTCATGACTGGGGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAA 
GTCGAACGATGAAGCCTGGTGCTTGCACCGGGTGGATTAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGGATACGACCAGTCACCGCATGGTGTGCTGGTGGAAAGCTTTAGCGGTTTTGGATGGACTCGCGGCCTATCAGCTAGACGGTGAGGTAATGGCTC 
ACNGTGGCGATGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGAAAGCCTGATGCAGCGACGCCGCGTGTGGGATGACGGCCTTCGGGTTGTAAACCACTTTCAGCAGGGAAGAAGCTTTTTGTGACGGTACCTGCAGAAGA 
AGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCT 
GTGAAAGCCCGGGGCTTAACCCCGGGTGTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATC 
AGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGT 
AAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAANGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGACCGCCCTAGAGATAGG 
GTTTCCCTTCGGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTG 
CCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAAC TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCA 
TGCTACAATGGCCGGTACAGTGGGTTGCGATACTGTGAAGTGGAGCTAATCCCTAAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTT 
GGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGT 
GGCCCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACGAGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGANNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGAGTTACTTGTAACTCCTA 
GTGGCGAACGGGTGAGTAACGCGTAGACAACCTGCCTCTAAATTGGGGACAACACCGCGAAAGTGGTGCTAATACCGAATGTGGTATCTTGGTCGCATGACTGAG 
ATAAGAAAGGTGGCCTCTGAATATGCTACCGCTTAGAGATGGGTCTGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTGCGATCAGTAGCCGGT 
CTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACG 
CCGCGTGAGTGAAGAAGGTCTTCGGATTGTAAAGCTCTGTCGTTTGGGACGAACGTATTCTATGTAAATAATGTAGAGTAATGACGGTACCAAAGGAGGAAGCCA 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGTGTAGGTGGATGTTTAAGTCGTGTGTCTA 
AGTGCGGGGCTCAACCCCGTATAGGCGCAGGAAACTGGAGATCTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAG 
GAACACCAGTGGCGAAGGCGACTTTCTGGACTGTGTCTGACACTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACG 
ATGGGTACTAGGTGTAGAGGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGACTTGACATTGAGTGAAAGCTTAAGAGATTAGTTCCTTT 
CTTCGGAGACACGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGC 
ACGTAATGGTGGGAACTCAAGGGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTA 
CAATGGGCTTAAACAAAGCGAAGCAAGCCCGCGAGGGTAAGCCAAACGCATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCCTCCGTGAAGTCGGAA 
TCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGACAACACCCGAAGCCGGTGGGGT 
AACCCGCCCGTCACACCACGAAAGTTGACAACACCCGAAGCCGGTGGGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNA 
GAGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACACTATCTGAATCTTCGGATGCTTTAGATGGGCGTCGA 
GCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCTTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATGCCTACGGGCCAAAGAGGGGGAT 
CTTCGGACCTCTCGCGTCAAGATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGC 
CACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAG 
GCCTTCGGGTTGTAAAGTACTTTCAGTTGTGAGGAAGGGTGTGTAGTTAATATCTGCGCATCTTGACGTTAGCAACAGAAGAAGCACCGGCTAACTCCGTGCCAG 


bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Arsenicicoccus. 


619924 Bacteria_16S 1673903 1673809 1 92 gi 


seudonocardiaceae; Amycolatopsis. 
19924 Bacteria_16S 1675426 1675332 1 92 gi 
alhimycina strain DSM 44591 16S ribosomal RNA, partial 
alhimycina Bacteria; Actinobacteria; Actinobacteridae; 
seudonocardiaceae; Amycolatopsis. 

19924 Bacteria_16S 1676925 1676831 1 


92 gi 


Vv 
Vv 
P 
6 
b 
b 
P 
6 
k 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
619924 Bacteria_16S 1678442 1678348 1 92 gi 
decaplanina strain DSM 44594 16S ribosomal RNA, partial 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 
619924 Bacteria_16S 1679963 1679869 1 
strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 
619924 Bacteria_16S 1747166 1747072 1 92 gi 
namibiensis strain HAG 010767 16S ribosomal RNA, partia 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinomadura. 
619924 Bacteria_16S 1760900 1760826 1 
acelli strain LM 
acelli Bacteria; 
rachybacterium. 
19924 Bacteria_16S 1762421 1762347 1 73 gi 
resconis strain LMG 20336 16S ribosomal RNA, partial s 
resconis Bacteri 
rachybacterium. 
19924 Bacteria_16S 1763943 1763869 1 73 gi 
araconglomeratum strain LMG 19861 16S ribosomal RNA, p 
araconglomeratum Bacteria; Actinobacteria; Actinobacte 
ermabacteraceae; Brachybacterium. 

19924 Bacteria_16S 1789335 1789241 1 92 gi 
axobsidens strain BC448 16S ribosomal RNA, partial seq 
axobsidens Bacteria; Actinobacteria; Actinobacteridae; 
lastococcus. 
19924 Bacteria_16S 1810809 1810735 1 73 
strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
619924 Bacteria_16S 1835205 18351311 73 gi 
molinativorax strain ON4 16S ribosomal RNA, partial seq 
molinativorax Bacteria; Actinobacteria; Actinobacterida 
Microbacteriaceae; Gulosibacter. 

619924 Bacteria_16S 2100441 2100367 1 73 gi 
aquiterrae strain GW-9 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioides. 
619924 Bacteria_16S 2233739 2233665 1 73 gi 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
619924 Bacteria_16S 2309878 2309804 1 73 gi 
strain DSM43926 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


92 gi 


73 gi 


Actinobacteria; Actinobacteridae; Act 


HWnnNANODVDATGMHMAANWHN N 


gi 


ancoresmycina strain ST101170 16S ribosomal RNA, parti 
ancoresmycina Bacteria; Actinobacteria; Actinobacterid 


eratiniphila subsp. nogabecina strain DSM 44586 16S ri 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


G 20345 16S ribosomal RNA, partial seq 


a; Actinobacteria; Actinobacteridae; Act 


1809512 18109 


6S ribosomal RNA, partial sequence 2308611 23100 


219878426 
al sequenc 
ae; Actino: 


, 


219878425 
sequence 
Actinomyc 


219878424 
bosomal RN. 


Amycolato 
219878423 

sequence 
Actinomyc 


219878422 
16786 
ales; Pseu 
219878376 
1 sequence 


Actinomyc 


219878365 
uence 
inomycetal 


219878364 
equence 
inomycet 


219878363 
artial seq 
ridae; Act 


219878343 
uence 
Actinomyc 


219878329 


nebacterin 
219878312 
uence 

e; Actinom 


219878122 
nce 20991 
ales; Prop 


219857577 
22324 
nebacterin 
219857523 


ptosporang 


ref|NR_025565.1 
e 1672599 167407 
mycetales; 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


ref 
A, Pp 


NR_025563.1 
artial seque 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


ref|NR_025504.1 

1759669 176107 
es; Micrococcine 
ref|NR_025503.1 
1761124 176259 
ales; Micrococci 
ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


ref |NR_025482.1 
1788037 178951 
etales; Frankine 


ref |NR_025468.1 
eae; Gordoniacea 
ref|NR_025451.1 

1833888 183531 
ycetales; Microc 


ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025111.1 


Pseud 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Blastococcus 
9 Blastococcus 


ae; Geodermatophilaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Gulosibacter 
7 Gulosibacter 
occineae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


ineae; Streptosporangiaceae; Nonomuraea. 


619924 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


619924 Bacteria_16S 


strain DSM 44262 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 
6 


19924 Bacteria_16S 


2344576 2344526 1 50 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2613222 2613128 1 


s 
e; 
92 gi 
do 
2659009 2658935 1 73 gi 
NRRL B-3381 16S ribosomal RNA, partial s 


a; Actinobacteria; Actinobacteridae; Act 
Aeromicrobium. 


219857498 


219857257 
16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


619924 Bacteria_16S 219857218 


equence 
Actinom 


nocardin 


equence 
inomycet 


2693458 2693384 1 73 gi 


219857193 


ref|NR_025086.1 
2343294 234473 
ycetales; Propio 


ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024846.1 

2657714 265918 
ales; Propioniba 


’ 


silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Aeromicrobium 
7 Aeromicrobium 
cterineae; 


ref|NR_024821.1 
2692168 269363 


Planotetraspora 
9 Planotetraspora 


silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


sphaerica strain 
sphaerica Bacteri 


Streptosporangiac 


strain JCM 9373 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
venezuelensis str 
venezuelensis Bac 


Streptosporangiac 


strain JCM 3166 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
parontospora subs 
Actinomycetales; 


strain IAM 14851 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


Planomonospora parontospora subsp. 


619924 Bacteria_16S 


eae; Planotetraspora. 
2751801 2751727 1 73 gi 
in H47-7 16S ribosomal RNA, partial se 


eae; Microtetraspora. 
2753297 2753223 1 73 gi 
JCM 9374 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 
eae; Planomonospora. 

2754793 2754719 1 


73 gi 


Stre 


2819631 2819557 1 73 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 

2821124 2821050 1 


73 gi 


Stre 


2822618 2822544 1 73 gi 
p- antibiotica strain JCM 3094 16S rib 
Streptosporangineae; 
2902379 2902285 1 


Streptosporangiac 
92 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


strain HKI 0136 1 


619924 Bacteria_16S 


619924 Bacteria_16S 


3011696 3011602 1 92 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 

3040563 3040489 1 


73 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


aecitabidus stra 
aecitabidus Bact 
arobacteraceae; 


NDAmA 


strain DSM 11140 


19924 Bacteria_16S 


19924 Bacteria_16S 


3045130 3045056 1 73 gi 
in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 

3226448 3226354 1 


92 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


strain DSM 43678 


6 
strain DSM 43311 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 
6 
strain DSM 43764 


Actinomadura. 
6 
strain 1A-C 16S r 


619924 Bacteria_1 


19924 Bacteria_1 


19924 Bacteria_16S 


6S 3250669 3250595 1 73 gi 


Stre 


6S 3252169 3252095 1 73 gi 


Stre 


6S 3253667 3253573 1 92 gi 


Stre 


3311383 3311309 1 73 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


6 
strain DSM 43040 


19924 Bacteria_16S 


3331123 3331029 1 92 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 
6 


619924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


3355451 3355377 1 73 gi 
rain CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 

3358574 3358500 1 73 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 
3369293 3369219 1 


73 gi 


eria; Actinobacteria; Actinobacteridae; 


219857152 
quence 
; Actinomy 
219857151 
quence 


ctinomycet 


219857150 


6S ribosomal RNA, partial sequence 2753496 27549 


ptosporang 


19856911 


2 
1 sequence 
e; 


219856910 


6S ribosomal RNA, partial sequence 2819828 28212 


ptosporang 


219856909 
os 


eae; Plano 
219856855 


16S ribosomal RNA, partial sequence 2901061 29025 


ococcineae 
219846916 

equence 

e; 


219846896 


6S ribosomal RNA, partial sequence 3039256 30407 


nebacterin 
219846892 
quence 

; Actinomy 


219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
occineae; 


oc 
219846754 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
19924 Bacteria_1 


ptosporang 
219846753 


16S ribosomal RNA, partial sequence 3250880 32523 


ptosporang 


219846752 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ptosporang 


219846713 


3310081 33114 


ococcineae 
219846698 


16S ribosomal RNA, partial sequence 3329815 33312 


omonospori 
219846680 
ete sequen 
ae; Actino: 


’ 


219846678 
1 sequence 
e; 


219846671 


claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 


claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


eae; Streptosporangium. 


Actinomycet 


omal RNA, 
antibiotica Bacteria; Actinobacteria; 


Actinomycet 


Actinomycet 


Streptospo 


ref|NR_024780.1 
2750506 275194 
cetales; Strepto 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


’ 


ref|NR_024778.1 


ineae; Streptosp 
ref |NR_024732.1 
2818334 281977 


ales; Strept 


ref |NR_024731.1 
70 Planobispora 


ineae; Streptosp 


ref 
pa 


NR_024730.1 
rtial sequen 


mono 
ref 


spora. 
NR_024674.1 
; Microbacteriac 
ref|NR_026508.1 

3010413 301189 
ales; Franki 
ref |NR_026488.1 
eae; Gordoniacea 
ref |NR_026484.1 

3043846 304530 
cetales; Microco 
ref |NR_026362.1 
7; In 
ref 


trasporangia 
NR_026346.1 


inea 
ref 


e; Streptosp 
NR_026345.1 
ineae; Streptosp 
ref |NR_026344.1 
26 Actinomadura 


ineae; Thermomon 


ref|NR_026305.1 


7 Bo 
ref 


goriellaceae 
NR_026290.1 
neae; Micromonos 
ref |NR_026272.1 
ce 3354134 335564 
mycetales; Micro 


ref|NR_026270.1 
3357257 335877 
ales; Microc 


ref|NR_026263.1 


rangineae; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 
Planomonospora 
7 Planomonospora 


osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Modestobacter 

4 Modestobacter 

neae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Rarobacter 

9 Rarobacter 

ccineae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Brachybacterium 

5 Brachybacterium 

coccineae; 


Brachybacterium 
0 Brachybacterium 
occineae; 


3368004 336944 
Streptosp 


Streptosporangium 
8 Streptosporangium 
orangineae; 


arneum strain DS 
arneum Bacteria; 
Streptosporangiac 


6 
c 
c 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
619924 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 

6 
strain DSM 3133 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
619924 Bacteria_16S 3494576 3494502 1 73 gi|219846580|ref|NR_026172.1 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 349458 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Pseudonocardiaceae; Thermocrispum. 

619924 Bacteria_16S 3495956 3495882 1 73 gi| 219846579 |ref|NR_026171.1 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermocrispum. 

619924 Bacteria_16S 3731126 3731032 1 92 gi|219846414|ref|NR_026005.1 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 373127 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Thermomonosporaceae; Actinocorallia. 

619924 Bacteria_16S 3735510 3735436 1 73 gi|219846411|ref|NR_026002.1 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 373565 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Microbispora. 

619924 Bacteria_16S 3736968 3736894 1 73 gi|219846410|ref|NR_026001.1 


strain IFO 14097 


strain IFO 14525 


6 
strain IFO 14345 


6 
niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 
6 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Microtetraspora. 
619924 Bacteria_16S 3744285 37442111 73 gi|219846405 


strain IFO 14094 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
19924 Bacteria_16S 


6 
strain IFO 13155 


Actinobacteria; Actinobacteridae; Actinomycetales; 
19924 Bacteria_16S 


6 
strain IFO 14745 
Actinobacteria; A 


6 
aggregatus strain 
Bacteria; Actinob 
Blastococcus. 

6 
strain IFO 15474 

Actinobacteria; A 
Herbidospora. 


19924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


3370791 3370717 1 73 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3372288 3372214 1 73 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ue 
in 


nc 
al 


3416249 34161551 92 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3488428 3488334 1 92 gi 


Stre 
gi 


pt 


3738429 3738355 1 73 


Stre 
gi 


pt 
3739894 3739820 1 73 
Stre 
3741358 3741284 1 73 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pt 


ce 
al 


3742821 3742747 1 73 
ribosomal RNA, partial sequence 


gi 


Stre 
gi 


pt 
3745751 3745677 1 73 
ibosomal RNA, partial sequence 
Stre 


gi 


pt 


3747209 3747135 1 73 


Stre 
gi 


pt 
3748672 3748598 1 73 
ctinobacteridae; Actinomycetales; Stre 
3840941 3840847 1 92 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pt 


ce 
al 


3902089 3902015 1 73 gi 


ctinobacteridae; Actinomycetales; Stre 


pt 


219846670 


219846669 


219846634 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
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619924 Bacteria_16S 4110615 4110541 1 73 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
619924 Bacteria_16S 4112181 41121071 73 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
619924 Bacteria_16S 4219097 4219003 1 92 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
619924 Bacteria_16S 4244773 4244699 1 73 gi|219722939|ref|NR_024571.1| Brachybacterium muris 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
619924 Bacteria_16S 124189 124100 6 92 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
619924 Bacteria_16S 796384 796335 1 49 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
619924 Bacteria_16S 1432853 1432804 1 49 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
619924 Bacteria_16S 1981208 1981135 1 72 gi|219878208|ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
619924 Bacteria_16S 90366 90290 1 75 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
619924 Bacteria_16S 807177 807101 1 75 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
619924 Bacteria_16S 1086309 1086217 1 90 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 1308365 1308273 1 90 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 1489048 1488956 1 90 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 1590142 1590050 1 90 gi| 219878485 |ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 1593238 1593146 1 90 gi|219878483|ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 1594784 1594692 1 90 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 1596331 1596239 1 90 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 1772806 1772714 1 90 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 1774304 1774212 1 90 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 1849066 1849006 1 60 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
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619924 Bacteria_16S 2262850 2262774 1 75 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

619924 Bacteria_16S 2358259 2358187 1 71 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

619924 Bacteria_16S 2777519 2777427 1 90 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

619924 Bacteria_16S 3450323 34502311 90 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

619924 Bacteria_16S 3638854 3638762 1 90 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

619924 Bacteria_16S 4127383 4127291 1 90 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 4205397 4205305 1 90 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

619924 Bacteria_16S 1304 1253 1 51 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence L 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

619924 Bacteria_16S 104262 104211 1 51 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

619924 Bacteria_16S 118084 118033 1 51 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

619924 Bacteria_16S 134865 134814 1 51 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

619924 Bacteria_16S 268988 268937 1 51 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
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2 Prauserella alba Bacteria; 
donocardineae; 


diaceae; Prauserella. 
Propionibacterium 
Propionibacterium 

ionibacterineae; 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 

Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacterineae; C 


orynebacteriaceae; 


Brevibacterium 
acterium mcbrellneri 
ineae; 


ref|NR_026273.1 


Dietzia natronolimnaea 


1261851 1263306 Dietzia natronolimnaea 


ietziaceae; Dietzia. 


strain LM 161 16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 

6 


facile subsp. ure 
yphomicrobium. 


lauca strain K62 
acteria; Actinob 
accharomonospora 


sychrophenolicus 


H 
6 
g 
B 
s 
6 
p 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
619924 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
619924 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 

6 
subsp. albus stra 
subsp. albus Bact 
Streptomycetaceae 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 
6 
strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
19924 Bacteria_16S 


6 
strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
19924 Bacteria_16S 


6 
strain DSM 12798 


6 
arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 

6 
philippinense str 
philippinense Bac 
Pseudonocardiacea 


aridum subsp. lar 


Actinomycetales; 


619924 Bacteria_16S 


strain R2014 16S 
Actinobacteria; A 


619924 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


619924 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 
6 
strain SPR2 16S r 
Actinobacteria; A 


619924 Bacteria_16S 


19924 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


19924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


Kibdelosporangium aridum subsp. 


19924 Bacteria_16S 


1300677 1300603 1 73 
ribosomal RNA, complete sequence 


gi 


io 
1309853 1309802 1 51 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


rt 
ro 
1311326 1311275 1 


51 gi 


aphilum Bacteria; Proteobacteria; Alphap 
1417397 1417346 1 51 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
1421969 14219181 51 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1 
ri 


1454201 1454150 1 51 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1 
ri 


1458624 1458573 1 51 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


al 
Ac 


1475216 1475165 1 51 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
1476773 1476722 1 51 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1490592 1490541 1 51 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2 
1 
, 


v 
2 
1 
7 
mp 


al 


1502473 1502422 1 
16S ribosomal RNA, 


51 gi 
complete sequence 

oc 
1540298 1540247 1 51 
38 16S ribosomal RNA, partial 


gi 
sequence 
do 
1605622 16055711 51 gi 
oc 
1607163 16071121 St gi 
in Rell7 16S ribosomal RNA, partial se 


eria; Actinobacteria; Actinobacteridae 


qu 


v 


1663270 1663219 1 51 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 
1664810 1664759 1 51 gi 
gum strain SKF-AAD-609 16S ribosomal R 
largum 
Pseudonocardineae; Pseudonocardiaceae; 
1669413 1669362 1 51 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1716685 1716622 1 63 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales 
1719761 1719698 1 63 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales 
1759432 1759381 1 51 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


s 
e; 


K 


Acti 
gi 


no 


; Sphin 


gi 


; Sphin 


gi 


219846779 
1299363 13008 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
619924 Bacteria_16S 


nibacter 


228721488 


ial 
teob 


sequ 
acte 


228721487 
parti 


als 


roteobac 


224581447 


14160 


es; Pseu 


224581444 


sequ 
dae; 


ence 
Act 


224581418 


ence 
Act 


sequ 
dae; 


224581414 


sequenc 
tinomyce 


19878476 


sequence 
Actinomy 


19878445 


sequence 
Actinomy 
lex (MAC 


219846947 


14892 


es; Cory 


219846604 


15011 
occineae 


219857376 


15389 
nocardin 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
19924 Bacteria_16S 


occineae 


219878472 


ence 
Actinomy 


219878433 


equence 


219878432 
NA, partia 
Bacteria; Actinobacteria; Actinobacteridae; 


ibdelosp 


219878429 
1668114 16695 


mycineae 


219878397 
1715372 17168 


gobacter 


219878395 
1718445 17199 


gobacter 


219878366 
1758120 1759618 Gordonia sihwensis Bacteria; 
Corynebacterineae; Gordoniaceae; Gordonia. 


Actinomycet 


ref |NR_026371.1 
inea 
ref 
ence 
ria; 


e; Nocardioi 
NR_027611.1 

130859 
Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref |NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref|NR_025615.1 
1473916 147541 
cetales; Strepto 


ref|NR_025584.1 

1475465 147693 
cetales; Coryneb 
ys 
ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


ref|NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_025613.1 


; Micrococcaceae 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


ref|NR_025572.1 
1661967 166345 
ales; Pseudo 


ref 
1 se 


NR_025571.1 
quence 


oran 
ref 


gium. 
NR_025568.1 
2 AC 
ref 


tinomycetace 
NR_025536.1 


iace 
ref 


ae; Pedobact 
NR_025534.1 


iaceae; Pedobact 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Hyphomicrobium facile 

6 1310018 Hyphomicrobium 

Hyphomicrobiaceae; 


v 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 

Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Arthrobacter mysorens 


, 


05 Arthrobacter mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 
Kibdelosporangium 


1663507 1664980 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 


ref|NR_025505.1 


Gordonia sihwensis 


619924 Bacteria_ 
felinum Bacteria; 
Corynebacteriaceae; 


619924 Bacteria_ 


Actinobacteria; 


16S 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
16S 
strain 4-0 16S ribosomal RNA, partial sequence 
Actinobacteridae; 


1771375 1771324 1 51 


Corynebacterium. 


1781981 1781930 1 51 


Actinomycetales; 


gi 


Actinomycetales; 


gi 


1780670 17821 
Micrococcineae; 


219878357 


219878349 


ref 
1770072 17714 
Corynebacte 


ref 
24 Citricoccus muralis Bacteria; 
Micrococcaceae; 


NR_025496. 


NR_025488. 


8 


Corynebacterium 
6 Corynebacterium 


rineae; 


Citricoccus muralis 


Citricoccus. 


619924 Bacteria_16S 1816948 1816897 1 51 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

619924 Bacteria_16S 1859526 1859475 1 51 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

619924 Bacteria_16S 1887233 1887182 1 51 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 

619924 Bacteria_16S 1901087 1901036 1 51 gi| 219878263 |ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

619924 Bacteria_16S 1938656 1938605 1 51 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

619924 Bacteria_16S 1959935 1959884 1 51 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 


Actinobacteria; 
619924 Bacteria_ 
strain CCUG 35957 
Actinobacteria; 
619924 Bacteria 
somaliensis strain 


somaliensis Bacteria; 


Streptomycetaceae; 
619924 Bacteria_ 


Bacteria; 


619924 Bacteria 


lymphophilum Bacteria; 
Propionibacteriaceae; 


6 
avidum strain DSM 
acteria; 


19924 Bacteria 


ropionibacterium. 
19924 Bacteria 


seudonocardiaceae; 
19924 Bacteria_ 
strain YIM 90001 
Actinobacteria; 


Actinobacteridae; 
16S 


16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 


Actinobacteria; 


Actinobacteria; 


alatopharyngis Bacteria; 


Actinomycetales; 
2036056 2036005 1 51 


Actinomycetales; 
2057733 2057682 1 51 
DSM 40738 16S ribosomal RNA, 
Actinobacteria; 
Streptomyces. 


2066813 2066762 1 Si 


Micrococcineae; 
ref 
53 2036233 Rothia 
Micrococcaceae 
NR_025292.1 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteridae; 
16S 


Micrococcineae; 
ref 


gi 


partial 
Actinobacteridae; 


gi 


219878171 
20347 


219878153 


sequence 


219878146 
20655 


Actinomycetales; 


ref 
12 2067008 Microc 


Micrococcaceae 


NR_025310. 


2056438 20579 


NR_025285. 


Strepto 


2 


; Arthrobacter. 
Rothia nasimurium 
nasimurium Bacteria; 

; Rothia. 
Streptomyces 

0 Streptomyces 


mycineae; 


Micrococcus 
occus antarcticus 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
_ 16S 2080668 2080617 1 51 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionimicrobium. 
_ 16S 2082225 2082174 1 51 gi|219878135|ref|NR_025274.1| Propionibacterium 
4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
B Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
P 
6 _ 16S 2139911 2139860 1 Si gi|219857642|ref|NR_025231.1]| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
p Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
P Amycolatopsis. 
6 16S 2150482 2150431 1 Si gi|219857635|ref|NR_025224.1| Prauserella halophila 
16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
_ 16S 2247365 2247314 1 51 gi|219857568|ref|NR_025156.1| Streptomyces 


619924 Bacteria 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 
puniciscabiei Bacteria; 


Streptomycetaceae; 
619924 Bacteria 


Tsukamurellaceae; 
619924 Bacteria 


Micrococcaceae; 
619924 Bacteria_ 


Micrococcaceae; 
619924 Bacteria_ 


16S 
strandjordii strain ATCC BAA-173 16S ribosomal 
strandjordii Bacteria; 
Tsukamurella. 
_ 16S 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
sulfonivorans Bacteria; 
Arthrobacter. 
16S 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
methylotrophus Bacteria; 
Arthrobacter. 
16S 


Actinobacteria; 
Streptomyces. 
2306832 2306781 1 51 
Actinobacteria; 
2347607 2347556 1 SL 
Actinobacteria; 
2349116 2349065 1 51 


Actinobacteria; 


2359775 2359724 1 51 


RNA, 
Actinobacteridae; 


Actinobacteridae; 


gi 


compl 


gi 


Actinobacteridae; 


gi 


Actinobacteridae; 


gi 


219857525 


219857496 


219857495 


219857488 


Actinomycetales; 
ref 
ete sequence 
Actinomyceta 
ref 
Actinomycetales; 
ref 


Actinomycetales; 


ref 


2246040 22475 


NR_025113. 
23055 
les; 


2346319 23477 


NR_025083. 
2347826 23492 


NR_025076. 


Strept 
Coryneb 
NR_025084.1 
Microc 


Micro 


6 


1 


7 


8 


5 Streptomyces 
omycineae; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Propionibacterium 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 


australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriaceae; Propionibacterium. 


619924 Bacteria_16S 


chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


yphomicrobium. 
19924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; 
619924 Bacteria_16S 
chlorophenolicus 


619924 Bacteria_16S 
yeochonensis strain 


yeochonensis Bacteria; Ac 


Streptomycetaceae; 
619924 Bacteria_16S 


thermoflava strain N1165 
thermoflava Bacteria; Act 


Pseudonocardiaceae; 
619924 Bacteria_16S 
strain DSM 43194 


619924 Bacteria_16S 


bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; 


619924 Bacteria_16S 


Al1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 
619924 Bacteria_16S 


strain Al1-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


619924 Bacteria_16S 


strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


619924 Bacteria_16S 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
619924 Bacteria_16S 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
619924 Bacteria_16S 


hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Intrasporangiaceae; 
619924 Bacteria_16S 


strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


619924 Bacteria_16S 


denitrificans strain DSM 
denitrificans Bacteria; 


Hyphomicrobium. 
619924 Bacteria_16S 
methylovorum strain 


methylovorum Bacteria; P 


Hyphomicrobium. 
619924 Bacteria_16S 


2400711 2400660 1 


2455630 2455579 1 


icrococcaceae; Arthrobacter. 


2493216 2493165 1 


2494703 2494652 1 


Tetrasphaera. 
2517413 2517362 1 


strain A-6 16S ribosomal RNA, 
chlorophenolicus Bacteria; 
Micrococcaceae; Arthrobacter. 


2518903 2518852 1 


CN 732 16S ribosomal RNA, partial sequence 
tinobacteria; Actinobacteridae; 
Streptomyces. 


2610122 26100711 


Amycolatopsis. 
2611695 2611644 1 


2627111 2627060 1 


Tessaracoccus. 
2746036 2745985 1 


2748852 2748801 1 


2815064 2815013 1 


2978278 2978227 1 


2981344 2981293 1 


3046662 3046611 1 


Ornithinicoccus. 


3099437 3099386 1 


3125005 3124954 1 


3126494 3126443 1 


DSM 5458 16S ribosomal RNA, partial sequence 
roteobacteria; Alphaproteobacteria; 


3153538 3153487 1 


51 


51 


H 
6 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Ac 
M. 
6 


51 


strain T1-X7 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


51 


51 


51 


51 


16S ribosomal RNA, partial sequence 
inobacteria; Actinobacteridae; 


51 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


51 


51 


2744758 2746095 Rothi 
Actinomycetales; Micrococcineae; Micrococcaceae 


51 


51 


51 


51 


51 


51 


51 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


51 


51 


partial sequence 
Actinobacteria; Actinobacteridae; 


gi|219857460 


gi| 219857415 


gi|219857388 
2491905 24933 


gi|219857387 


gi| 219857366 
Acti 
gi| 219857365 
Actinomy 
gi| 219857259 
Actinomyc 


gi| 219857258 


gi| 219857247 
Actinomy 
gi|219857157 
gi|219857155 
2747544 27488 


gi| 219857107 
2813767 28152 


gi| 219846938 
Actinomyc 
gi| 219846936 


Actino: 


gi|219846891 


gi|219846856 


gi|219846839 
sequence 
Rhiz 


gi| 219846838 


Rhizo 


Actinomycetales; 


ref |NR_025048.1 
2399427 240087 


Hyph 


ref|NR_025003.1 
2454319 245573 
tinomycetales; M 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024975.1 

2493400 249486 
Microc 


ref|NR_024954.1 
2516115 251756 
nomycetales; Mic 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto 


ref|NR_024890.1 
2608828 261032 
etales; Pseudono 


ref|NR_024889.1 


eae; Pseudonocar 
ref |NR_024877.1 

2625807 262727 
cetales; Propion 


ref|NR_024785.1 
a aeria Bacteria 
; Rothia. 
ref |NR_024783.1 


3; Micrococcaceae 
ref|NR_024735.1 


; Intrasporangia 
ref|NR_026530.1 
2976976 297845 
etales; Streptom 


ref|NR_026528.1 
2980041 298152 
mycetales; Strep 


ref |NR_026483.1 
3045360 304685 
ales; Micrococci 


ref|NR_026448.1 


; Micrococcaceae 
ref |NR_026431.1 
123738 312518 
obiales; Hyphomi 


Ww 


ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


w 


gi|219846820 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Arthrobacter 
2 Arthrobacter 
icrococcineae; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Amycolatopsis 
2 Amycolatopsis 


cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Rothia aeria strain 
; Actinobacteria; 


; Arthrobacter. 


ceae; Tetrasphaera. 
Streptomyces 

9 Streptomyces 

ycineae; 


Streptomyces 
6 Streptomyces 
tomycineae; 


Ornithinicoccus 
1 Ornithinicoccus 


neae; 


Arthrobacter rhombi 


44 Arthrobacter rhombi Bacteria; 


; Arthrobacter. 
Hyphomicrobium 

3 Hyphomicrobium 

crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 


robiaceae; 


Terracoccus luteus 


ref|NR_026412.1 


strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Terracoccus. 


Tetrasphaera japonica 
japonica Bacteria; 


Arthrobacter russicus 
84 Arthrobacter russicus Bacteria; 


Tetrasphaera elongata 
09 Tetrasphaera elongata Bacteria; 


strain DSM 44140 
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CAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTCATTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTC 
GGAACTGCATTTGAAACTGGTGAACTAGAGTGCTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGG 
CGGCCCCCTGGACAGACACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTG 
TGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGCCAGCGGAGACGCAGGTGTGCCTTCGGGAGCTCTGAGACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCC 
AGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGCATACAGAGGG 
CAGCAAGCTAGCGATAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCA 
GAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGCTCA 
CCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACCTCCTTATACGAAGATACNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCTAG 
CTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACTGGATATGACTTTT 
CACCGCATGGTGGATTGTGGAAAGAATTTTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATAGCTCACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACG 
CCGCGTGAGGGATGAATGCCTTCGGGTTGTAAACCTCTTTCAGCAGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGT 
CTGCAGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGG 
TCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGAC 
ATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACTGGAAACACCTGGAGACAGGTGCCCCGCTTGCGGCCGGTTCACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTG 
CGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCG 
TCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAGTTTGATCCTGG 
CTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCCAGCTTGCTGGGCGGATTAGTGGCGAACGGGTGAGTAATACGTGAGTAACC 
TGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACTGGATACTACCGTCCACCGCATGGTGGGTGGTGGAAAGGGTTTTACTGGTTTTGGATGGGCT 
CACGGCCTATCAGCTTGTTGGTGGGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTA 
GGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGC 
GTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGGGGCTCAACCCAAGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAG 
CGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCA 
AGGCTTGACATTCACCGGACCGCCCCAGAGATGGGGTTTCCCTTCGGGGCTGGTGGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCA 
AATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGT 
TCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCAAGTCACGAAAGTTGGTACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAANNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCC 
CCGCAAGGGGAGTGGCAGACGGGTGAGTAACGCGTGGGAACATACCCTTCGGTTCGGAATAGCTCAGGGAAACTTGGATTAATACCGGATACGTCCGCAAGGAGA 
AAGATTTATCGCCGAAGGATTGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCC 
TTAGGGTTGTAAAGCTCTTTTACCTGGGAAGATAATGACGGTACCAGGAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGC 
GTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGGAGATCTTG 
AGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGA 
GGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTAGGCAGCTTGCTGCTTAGTGGCGCAGTTAA 
CGCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGCAGAACCTTACCAGCTCTTGACATGCCTTGGACGGTTACCAGAGATGGTTTCCTCTCTTCGGAGCCAGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCATTTAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGACGCAAAGGGGTGACCCCTAGCAAATCT 
CAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGTAGATCAGAACGCTACGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGTTTTGCTAACCGCAAGGGGGCAGGCGACCACGGTAGGGTCAGCGACNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACTGAGCCAGTGCTTGCACTCCTGACGTTAGCGGCGAACGGGTGAGTAACACGTAAGGAATC 
TACCGATAAGCGGGGGATAACATCCGGAAACGGGTGCTAATACCGCATAGTAATCCATGTCGCATGACAGGGATTGGAAAGACGGCTCTGCTGTCACTTATCGAT 
GACCTTGCGGTGCATTAGTTAGTTGGTGGGGTAACGGCCTACCAAGACGATGATGCATAGCCGACCTGAGAGGGTGTCGGCCACATTGGGACTGAGACACGGCCC 
AAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTT 
GTGAGTGAAGAACAAGTTGTAATTAACTACTACAACCTTGACGGTAGCTCACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCA 
AGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAAGGTCATTGGAAACTGGGGAAC 
TTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACAC 
TGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGAGGGTTTCCAACCTTCAGTGCCGCA 
GTTAACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCAAGTCTTGACATCCTCTGACCACCCTAGAGATAGGGCTTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTGCCAGCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCCGCAAACTCGCGAGGGTAAGCGAAA 
TCTCTTAAAGCCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAT 
GAAGCTTCTTCGGAAGTGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGTGGGGGATAGCCTTCCGAAAGGAAGATTAATACCCTATAA 
GATTGTAGCTTCGCATGAAGTAGCAATAAAAGGAGCAATCCGCTATGAGATGGACCCGCGTCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGAT 
GCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTG 
ATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAACTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAAGTGGGATGTGAAATGCTCGGGCTTAAC 
CCGAGAGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGA 


619924 Bacteria_16S 3482285 3482234 1 51 gi| 219846588 |ref|NR_026180.1| Actinomyces howellii 
strain NCTC 11636 16S ribosomal RNA, partial sequence 3480966 3482380 Actinomyces howellii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

619924 Bacteria_16S 3602767 3602716 1 51 gi|219846505|ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

619924 Bacteria_16S 3608806 3608755 1 51 gi|219846500|ref|NR_026092.1| Mycobacterium 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

619924 Bacteria_16S 3623519 3623468 1 51 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

619924 Bacteria_16S 3640406 3640355 1 51 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

619924 Bacteria_16S 3921697 3921646 1 SL gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

619924 Bacteria_16S 3985548 3985497 1 51 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

619924 Bacteria_16S 4059289 4059238 1 51 gi| 219846181 |ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

619924 Bacteria_16S 4200859 4200812 5 51 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

619924 Bacteria_16S 4238783 4238732 1 51 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
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619924 Bacteria_16S 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


3641969 3641875 1 92 gi 


; Kitasatospora. 


Bacteria; Actinobacteria; Actinobacter 


4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
619924 Bacteria_16S 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
19924 Bacteria_16S 


oc 


do 
eq 
Ac 


eq 
Ac 


eq 
Ac 


H 


ia 


’ 


219857484 
1245479 12468 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
619924 Bacteria_16S 


219846194 


219846193 


219846192 


219878347 


219878244 


219846478 


; Intrasporangia 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_025784.1 

1555586 155703 
tales; Streptomy 


occineae 


nocardin 


uence 
tinomyce 


ref|NR_025783.1 
1557082 155852 
tales; Streptomy 


uence 
tinomyce 


ref|NR_025782.1 
1558576 156000 
tales; Streptomy 


uence 
tinomyce 


ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


17835 
alomonad 


1 sequen 
Actinomy 


60 Actinomyces dentalis Bacteria; 


nomycineae; Actinomycetaceae; Actinomyces. 
265679035|ref|NR_029343.1| Nocardiopsis 
partial sequence 42294 43754 Nocardiopsis 
idae; Actinomycetales; Streptosporangineae; 
265678805|ref|NR_029110.1| Kitasatospora 
sequence 373661 375050 Kitasatospora 
Actinomycetales; Streptomycineae; 

265678626 |ref|NR_028931.1| Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Amycolatopsis rubida 

rubida Bacteria; 

diaceae; Amycolatopsis. 
Kitasatospora 

1 Kitasatospora 

cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


Halomonas muralis 

nas muralis Bacteria; 
Amycolatopsis 

6 Amycolatopsis 

ocardineae; 


ref|NR_026070.1 
3640656 364213 
Strept 


Kitasatospora 
0 Kitasatospora 
omycineae; 


619924 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae; Kitasatospora. 

619924 Bacteria_16S 3645033 3644939 1 92 
strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
619924 Bacteria_16S 571249 571200 1 49 
strain K 1/K2 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales 
619924 Bacteria_16S 693869 693820 1 49 
strain IS1B 16S ribosomal RNA, partial sequence 
Planctomycetes; P 
619924 Bacteria_16S 
fructosovorans st 


3643501 3643407 1 92 


970855 970806 1 49 


fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

619924 Bacteria_16S 1369324 1369275 1 49 gi|228718692|ref|NR_027575.1 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
619924 Bacteria_16S 1715151 1715102 1 49 gi| 219878398 |ref|NR_025537.1 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 171532 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobact 
Sphingobacterium. 

619924 Bacteria_16S 2607068 2607019 1 49 gi|219857264|ref|NR_024895.1 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 2605722 2607261 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
619924 Bacteria_16S 3051209 3051160 1 49 gi|219846888|ref|NR_026480.1 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 305136 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

619924 Bacteria_16S 3503398 3503325 1 72 gi|219846574|ref|NR_026166.1 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 35035 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


619924 Bacteria_16S 
camporealensis st 
camporealensis Ba 
Corynebacteriaceae; Corynebacterium. 
619924 Bacteria_16S 163622 163562 1 
epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 
619924 Bacteria_16S 
antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 
619924 Bacteria_16S 
ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 
619924 Bacteria_16S 
tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


69489 69441 1 48 


60 


421111 421051 1 60 


, 


525410 525362 1 48 


574205 574157 1 48 


e; Corynebacterium. 


619924 Bacteria_16S 580101 580053 1 48 gi|265678666|ref|NR_028971.1 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
Corynebacteriaceae; Corynebacterium. 

619924 Bacteria_16S 608767 608719 1 48 gi|265678646|ref|NR_028951.1 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

619924 Bacteria_16S 623970 623922 1 48 gi|265678636|ref|NR_028941.1 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 


aurimucosum Bacte 
Corynebacteriacea 
619924 Bacteria_16S 


gi 


n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


219846477 
sequence 


219846476 


3643713 36451 


Stre 


gi 


265678672 


569932 57142 


v 


gi 


Sph 


265678587 


692571 69404 


lanctomycetacia; Planctomycetales; Pla 


gi 


rain JJ 16S ribosomal RNA, partial seq 


gi 


rain CRS-51 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 


gi 


n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


KM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


gi 


$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


m strain Medalle X 16S ribosomal RNA, 
m Bacteria; Actinobacteria; Actinobact 


265679018 
sequence 
ae; 


265678954 
ence 16233 
ales; 


265678774 
sequence 
tinomyceta 


265678702 
e 52414 
ales; Cory 


265678670 
partial se 
eridae; Ac 


Actinomyc 


ptomycinea 


ingobacter 


ococcineae 


Actino: 


Micr 


ref 
etal 
ref 


e; S 
ref 


iace 
ref 


, Br 
ref 


myce 
ref 
ococ 
ref 
4 
les; 
ref 
neba 
ref 


quen 
tino 


3642181 36436 


93 Kitasatospora 
a 


68186 


4 163815 Brevi 


19777 42127 


6 525550 Coryne 


NR_026069.1 
6 


es; Strepto: 


NR_026068.1 


treptomycet 
NR_028977.1 


ae; Pedobact 
NR_028892.1 


evibacteriac 
NR_029326.1 
69586 
tales; Coryn 
NR_029262.1 
b 
cineae; Brev 
NR_029079.1 
7 


Micrococcin 


NR_029007.1 


cterineae; C 
NR_028975.1 
ce 572888 
mycetales; C 


Kitasatospora 
2 Kitasatospora 


mycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


nctomycetaceae; Isosphaera. 
265678397|ref|NR_028699.1| Desulfovibrio 
uence 969528 971049 Desulfovibrio 


Desulfovibrionaceae; 


Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Sphingobacterium 

1 Sphingobacterium 

eriaceae; 


Desulfovibrio 

ovibrio burkinensis 

aceae; Desulfovibrio. 
Desulfovibrio 

7 Desulfovibrio 
Desulfovibrionaceae; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Corynebacterium 
Corynebacterium 

ebacterineae; 


Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Corynebacterium 
Corynebacterium 
terineae; 


Corynebacterium 
Corynebacterium 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 
619924 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

787251 787159 1 90 gi|265678521|ref|NR_028825.1| Streptomyces 
ain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 
876936 876844 1 90 gi| 265678461 |ref|NR_028764.1| Streptomyces 


875686 877087 Streptomyces scopiformis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


anguinis strain 


s 
B 
Brevibacterium. 
6 


Actinomycetales; 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 


Streptomycetaceae 
619924 Bacteria_16S 
purpurogeneiscler 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 
6 
picturae strain L 
picturae Bacteria 
revibacterium. 


apitovis strain 
apitovis Bacteri 
Corynebacteriacea 


B 
6 
c 
c 


619924 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


619924 Bacteria_16S 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 


619924 Bacteria_16S 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


619924 Bacteria_16S 


strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 


619924 Bacteria_16S 


albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 


619924 Bacteria_16S 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 
6 
thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


619924 Bacteria_16S 


strain JCM 4662 1 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 


619924 Bacteria_16S 
scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae 
619924 Bacteria_16S 


acteria; Actinob 
19924 Bacteria_16S 
spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 
619924 Bacteria_16S 
afermentans subsp 
Corynebacterium afermentans subsp. 


619924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


1098434 1098342 1 90 gi 
in KM-4927 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1133276 1133216 1 60 gi 
CF63 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


se 


, 


’ 


ce 
al 


1451205 1451157 1 48 gi 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1501083 1501035 1 48 gi 
afermentans strain CIP 103499 16S ri 


qu 


’ 


bo 


Corynebacterineae; Corynebacteriaceae; C 


1597879 1597787 1 90 gi 


Stre 
1599427 1599335 1 90 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1602523 1602431 1 90 gi 
oticus strain DSM 43156 16S ribosomal 


pt 


p 
te 


v 
RN. 


Streptomycetaceae; Streptomyces. 

1604085 1604025 1 60 gi 
MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


qu 
ti 


’ 


1856559 18565111 48 gi 
CCUG 39779 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

2037578 2037530 1 48 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


2248942 2248850 1 90 gi 
ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2258130 2258038 1 90 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2325092 2325044 1 48 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ue 
e; 


, 


s 
A 


, 


al 


2553166 2553074 1 90 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 
2554727 2554635 1 90 gi 
L 415 16S ribosomal RNA, complete sequ 


acteria; Actinobacteridae; Actinomycet 


en 
al 
2655968 2655920 1 48 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
2775980 2775888 1 


s 
Ac 
90 gi 
Stre 
2833237 2833145 1 90 gi 


16S ribosomal RNA, partial sequence 
Stre 


pt 


pt 


6 


19924 Bacteria_16S 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 


265678311 


253680768 


224581420 


219846622 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
619924 Bacteria_16S 


219878479 


219878477 


219878475 


219878297 


219878170 


219857567 


219857561 


219857513 


219857342 


219857341 


219857221 


219857133 
6S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 


619924 Bacteria_16S 219856902 


ref 
quence 
Actinomyceta 
ref 

11319 
es; Micrococ 
ref 
ence 
Actinomyceta 
ref 


somal RNA, c 


afermentans Bacteria; Actinobacteria; 


teri 
ref 


orynebac 


omycineae; S 
ref 
artial seque 


ridae; Actin 


ref 


A, partial s 


ref 
ence 
nomycetales; 
ref 
quence 
inomycetales 
ref 
20362 
Cory 


e 


es; neba 


nce 
Actinomycet 


equence 
ctinomycetal 
ref 
23238 
es; Coryneba 
ref 
25518 
es; Streptom 
ref 
ce 25534 
es; Streptom 
ref 
equence 
tinomycetale 
ref 
omycineae; S 
ref 
28319 


omycineae; S 


2979810 2979718 1 90 


gi 


219846937 


Streptomycineae; 


1097121 10985 


55 1133449 Brevi 


1449903 14513 


77 Streptomyces 


1602772 16042 


1855266 18565 


84 2037751 Coryn 


67 2325209 Coryn 


53 2553362 Strep 


13 2554923 Strep 


2654667 26561 


57 Streptomyces 


28 2833415 Strep 


Str 


NR_028613.1 
9 
les; Strepto: 
NR_028016.1 
b 
cineae; Brev 
NR_027201.1 
1 
les; Coryneb 
NR_026214.1 


omplete sequ 


um. 
NR_025619.1 


treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 


NR_025616.1 
equence 


NR_025614.1 
6 
Micrococcin 
NR_025436.1 
9 
i 


; Corynebac 


NR_025309.1 
e. 


cterineae; C 


9 


es; Str m 


NR_025101.1 
e 
cterineae; C 
NR_024930.1 
t 
xr 


ycineae; St 


NR_024929.1 
t 
ycineae; Str 
NR_024849.1 
3 
c 


s; Coryneba 


NR_024761.1 


treptomyceta 
NR_024723.1 
re 
treptomyceta 


ref 


eptomycetaceae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces 
1601224 1602721 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 
ycineae; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Corynebacterium 
8 Corynebacterium 


terineae; 


Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 


NR_026529.1 


Streptomyces 


2978510 2979990 Streptomyces 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


strain ATCC 25470 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


619924 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


619924 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


619924 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


619924 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


619924 Bacteria_16S 


strain DSM 2062 1 


pilosum Bacteria; 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


; Streptomyces. 


e; Corynebacterium. 


16S ribosomal 


MMZ 241 
e; Corynebacterium. 
n DMMZ 


e; Corynebacterium. 


e; Corynebacterium. 


e; Corynebacterium. 


e; Corynebacterium. 


Corynebacteriaceae; Corynebacterium. 


619924 Bacteria_16S 


strain DZZM 328 1 


Corynebacterium. 


619924 Bacteria_16S 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 


3097984 3097936 1 
MMZ 2439 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


3105401 3105309 1 


3120506 3120458 1 


3176412 3176364 1 


3179505 3179457 1 
IBS B52218 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


3206826 3206778 1 
S-8 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


3208350 3208302 1 
ain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
teria; Actinobacteria; Actinobacteridae; 


3214325 3214277 1 
train DSM 44291 16S ribosomal RNA, partial seque 
acteria; Actinobacteria; Actinobacteridae; 


3215847 3215799 1 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


3394973 3394913 1 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
619924 Bacteria_16S 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 


3435278 34352301 


3436712 3436664 1 
6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


3486869 3486777 1 


48 gi 


90 gi 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
619924 Bacteria_16S 


48 gi 


5 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


48 gi 


2278 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


48 gi 


48 gi 


48 gi 


48 gi 


48 gi 


60 gi 


48 gi 


48 gi 


90 gi 


bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae 


619924 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
619924 Bacteria_16S 


; Streptomyces. 


3572166 3572118 1 
ribosomal RNA, partial sequence 

Bifidobacteriales; 
4113721 41136611 


48 gi 


60 gi 


permense strain VKM Ac-2280 16S ribosomal RNA, partial 


permense Bacteria 
Brevibacterium. 


619924 Bacteria_16S 


strain KMM 3637 1 


strain B7319 16S 


Sulfitobacter. 


37613 37562 


619924 Bacteria_16S 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 


39018 38967 


4121275 41212151 
6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
619924 Bacteria_16S 4203850 4203758 1 
ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
619924 Bacteria_16S 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; 


1 


1 


; Actinobacteria; Actinobacteridae; Actinomyceta 


60 gi 


90 gi 


51 gi 


51 gi 


219846857|ref|NR_026449.1 


219846852|ref|NR_026444.1 


219846842 |ref|NR_026434.1 


119211 312059 


Ww 


219846804 |ref|NR_026396.1 
175122 317658 


Actinomycetales; 


Ww 


219846802 |ref|NR_026394.1 
sequence 3178210 317953 


219846784 |ref|NR_026376.1 


219846783|ref|NR_026375.1 


Actinomycetales; 
219846778 


ref |NR_026370.1 


Streptomycineae; 


Corynebacterium 


3096668 3098071 Corynebacterium 
Corynebacterineae; 


Streptomyces lydicus 


3104098 3105578 Streptomyces lydicus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Corynebacterium 
3 Corynebacterium 


Corynebacterineae; 


Corynebacterium 
0 Corynebacterium 


Corynebacterineae; 


Corynebacterium 
2 Corynebacterium 


Corynebacterineae; 


Corynebacterium 


3205525 3207001 Corynebacterium mastitidis 
Corynebacterineae; Corynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 


Corynebacterineae; 


Corynebacterium 


3570843 35723 
Turicella. 


4202580 42040 


Actin 


219846777 


32145 


219846649 


219846620 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846619 


219846585 


219846528 


219846142 
sequence 


219846137 


219846073 


265679039 


Actinomycetales; 


27 Streptomyces 
Streptomycineae; Streptomycetaceae; 


Rhodobacterales; 


nce 3213025 3214498 Corynebacterium 
omycetales; Corynebacterineae; 


ref|NR_026369.1| Corynebacterium 
49 3216020 Corynebacterium imitans 


Corynebacterineae; Corynebacteriaceae; 


ref|NR_026241.1| Brevibacterium iodinum 

47 Brevibacterium iodinum Bacteria; 

; Brevibacteriaceae; Brevibacterium. 

ref|NR_026212.1| Corynebacterium 
3433993 3435373 Corynebacterium 

Corynebacterineae; 


ref|NR_026211.1| Corynebacterium auris 
52 Corynebacterium auris Bacteria; 
Corynebacteriaceae; 


ref|NR_026177.1| Streptomyces 
3485550 3487066 Streptomyces 
Streptomycineae; 


ref|NR_026120.1| Turicella otitidis 
03 Turicella otitidis Bacteria; 


ref|NR_025732.1| Brevibacterium 
4112427 4113885 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 


ref|NR_025727.1| Brevibacterium celere 
73 Brevibacterium celere Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_025663.1| Streptomyces aureus 
aureus Bacteria; 
Streptomyces. 
NR_029347.1| Sulfitobacter 

37736 Sulfitobacter 
Rhodobacteraceae; 


ref 


265679038 
37787 


Sulfitobacter brevis 
Sulfitobacter brevis Bacteria; 


ref|NR_029346.1 
39128 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 


619924 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


619924 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


619924 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


619924 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


strain B-3 16S ri 
Firmicutes; Erysi 


strain MSB-8 16S 
Thermotogae; Ther 


subtile strain F3 
Bacteria; Actinob 


aeculare strain 
acteria; Actinob 


NWN Dd 


strain 941 16S ri 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
336072 336021 1 51 gi 
95 16S ribosomal RNA, partial 
acteria; Actinobacteridae; 
339203 339152 1 51 gi 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
354086 354035 1 og gi 
bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
619924 Bacteria_16S 358428 358377 1 51 gi| 265678816 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial se 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Loktanella. 

619924 Bacteria_16S 410257 410206 1 51 gi| 265678782 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Streptomyces. 

619924 Bacteria_16S 441271 441228 9 51 gi| 265678761 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 44147 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; M 
619924 Bacteria_16S 504123 504072 1 51 gi| 265678716 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Loktanella. 

619924 Bacteria_16S 554428 554377 1 51 gi| 265678683 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequenc 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; Streptomyces. 

619924 Bacteria_16S 572717 572666 1 51 gi| 265678671 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rho 
Jannaschia. 

619924 Bacteria_16S 636231 636180 1 51 gi| 265678627 


strain HKI 0120 1 


304028 30558 


sequence 
Bifidobacte 


352821 35423 


6S ribosomal RNA, partial sequence 634924 63640 


265678834 

33475 
riales; Bi 
265678832 
nce 33788 
riales; Bi 
265678821 


dobacterales; Rh 


ref |NR_028932.1 


La 
ref 


Intrasporangi 
NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 


ref|NR_028727.1 


a 


acea 
ref 


e; Ruegeria. 
NR_028631.1 
107168 
Flavob 


nce 
teriales; 
ref |NR_028607.1 
72 1106166 Bacte 
Bacteroides 


r 


ae; 


125672 125621 1 51 gi|265678979|ref|NR_029287.1| Nitrospira 
in NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
eria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 
233987 233936 1 51 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
n 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
260014 259963 1 51 gi| 265678889 |ref|NR_029197.1| Ruegeria 
strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
284162 284091 1 71 gi| 265678871 |ref|NR_029177.1| Desulfobacter 
in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
303845 303794 1 51 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
bosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
305388 305313 1 75 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


ref|NR_029139.1| Bifidobacterium 

5 336267 Bifidobacterium subtile 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029137.1| Bifidobacterium 

6 339399 Bifidobacterium saeculare 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029126.1| Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


ae; Rhodoplanes. 
ref|NR_029121.1] Loktanella 
quence 357208 358614 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029087.1| Streptomyces 

408966 410455 Streptomyces 
tales; Streptomycineae; 
ref|NR_029066.1| Mesoplasma photuris 
6 Mesoplasma photuris Bacteria; 
esoplasma. 
ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_028988.1| Streptomyces 
e 553128 554608 Streptomyces 
cetales; Streptomycineae; 
ref|NR_028976.1| Jannaschia 

571472 572837 Jannaschia 


odobacteraceae; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Roseovarius 
arius nubinhibens 
Roseovarius. 


Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Vitellibacter 
7 1073086 Vitellibacter 
acteriaceae; 


Bacteroides 
oides acidifaciens 


ref |NR_027184.1 


Cryomorpha ignava 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
619924 Bacteria_16S 929154 929103 1 51 gi| 265678426 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 92790 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
619924 Bacteria_16S 930637 930586 1 51 gi| 265678425 
strain DSS-3 16S ribosomal RNA, partial sequence 929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
619924 Bacteria_16S 1072975 1072924 1 51 gi| 265678329 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial seque 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobac 
Vitellibacter. 

619924 Bacteria_16S 1105998 1105947 1 51 gi| 265678305 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 11046 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidace 
619924 Bacteria_16S 1125815 11257641 51 gi| 224581403 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; C 


ryomorpha. 


DSM 4359 16S ribo 
Thermotogae; Ther 


strain NCIMB 7030 


619924 Bacteria_16S 


619924 Bacteria_16S 


1202963 12 


motogales; 
1299224 12 


55 16S ribosomal RNA, partial 


02888 1 75 gi 
Thermotoga. 

Si gi 
sequence 


99173 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 

6 
Och 149 16S ribos 


antarcticus strai 
Bacteria; Proteob 
6 
strain HTCC2516 1 
Bacteria; Proteob 


619924 Bacteria_16S 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


19924 Bacteria_16S 


1337443 13 


1352751 13 


1363219 13 
n 307 16S ribos 


1370821 13 


1379931 13 


1445142 14 


omal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
619924 Bacteria_16S 


acteria; Alphaproteobacteria; 
19924 Bacteria_16S 


373921 51 gi 


527001 fein gi 


63168 1 51 gi 
omal RNA, partial seque 
Rhodobac 

gi 


707701 51 


6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; 
619924 Bacteria_16S 
HEL-45 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
619924 Bacteria_16S 
stenotrophicus strain 5SM22 16S ribosomal RNA, 


Rhodobac 


79880 1 51 gi 


450911 51 gi 


partial 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobac 


Thalassobacter. 


tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 

6 
fryxellensis stra 
fryxellensis Bact 
Loktanella. 


619924 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 

6 
strain LMG 21970 
acteroidetes; Sp 


quimarinus strai 
quimarinus Bacte 
lgoriphagus. 


inogradskyi stra 
inogradskyi Bact 
lgoriphagus. 


619924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


1591690 15 
in DSM 40261 16 
eria; Actinobac 
Streptomyces. 
1611553 16 
n EL-88 

ria; Pro 


’ 


1613033 16 
in LMG 22007 16 
eria; Proteobac 


1617598 16 
n LMG 21980 16S 
ria; Bacteroide 


1619121 16 


hingobacteria; 

1620644 16 
n LMG 21971 16S 
ria; Bacteroide 


1622167 16 
in LMG 21969 16 
eria; 


B 
6 
a 
a 
A 
6 
w. 
w. 
A 
6 


Bacteroidetes; 
6 


Sp 


19924 Bacteria_16S 
strain BA134 16S ribosomal RNA, partial sequence 


19924 Bacteria_16S 
strain R5292 16S ribosomal RNA, partial sequence 


1625198 16 


hingobacteria; 
1683067 16 


Bacteroidetes; 


91639 1 51 gi 
S ribosomal RNA, partia 


teria; Actinobacteridae; 


115021 51 gi 


16S ribosomal RNA, partial seq 
teobacteria; Alphaproteobacter 


129821 51 gi 
S ribosomal RNA, partia 
teria; Alphaproteobacte 


175471 51 gi 
ribosomal RNA, partial 
tes; Sphingobacteria; S 


190701 51 gi 


16S ribosomal RNA, partial sequence 1617815 16192 


Sphingobacteriales; Cyc 
20593 1 51 gi 
ribosomal RNA, partial 
tes; Sphingobacteria; S 


221161 51 gi 
S ribosomal RNA, partia 
Sphingobacteria; 

251471 51 gi 
Sphingobacteriales; Cyc 
830161 51 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


619924 Bacteria_16S 


strain R-8904 16S 


1712083 17 
ribosomal RNA, 


12032 1 51 
partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


6 
strain KMM 1376 1 
Proteobacteria; G 


619924 Bacteria_16S 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


19924 Bacteria_16S 


1756339 17 


6S ribosomal RNA, partial sequence 1755010 17565 


ammaproteobacte 
1775802 17 
n ISP 5166 16S 

ria; Actinobact 
Streptomyces. 


, 


619924 Bacteria_16S 


1818500 18 


56288 1 51 gi 
ria; Oceanospirillales; 
757511 51 gi 
ribosomal RNA, partial 


eria; Actinobacteridae; 


18449 1 51 gi 


1351515 1352883 Roseo 


1378686 1380064 Ocean 


1623889 16253 


1681727 16832 


1710844 17122 


228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotogaceae; 


219846893 
12979 
ococcineae 
228721486 
equence 
eobacteria 


228720499 


hodobacter 
228719132 
nce 13619 
terales; R 
228718299 


terales; R 
228717469 


hodobacter 
224581424 
sequence 

teria; Rho 


219878484 
1 sequence 
; Actinomy 
219878469 
uence 

ia; Rhodob 


’ 


219878468 
1 sequence 
ria; Rhodo 


219878465 
sequence 
phingobact 


219878464 


lobacteria 
219878463 
sequence 

phingobact 


219878462 
1 sequence 
Sphingobac 


219878460 


lobacteria 
219878420 


nomycineae 
219878400 


hodobacter 
219878369 


Halomonad 
219878353 
sequence 
Actinomyc 


ref|NR_027530.1 


a neapolitan 


ref|NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_027609.1 
1336206 133758 
Rhodobacterale 


’ 


ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027572.1 


hodo. 
ref 
ibul 


bacteraceae; 
NR_027563.1 
bus indolife 
aceae; Oceanibul 
ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


NR_025623.1 
1590391 159188 
cetales; Strepto: 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref|NR_025604.1 
1616292 161776 
eriales; Cycloba 


ref|NR_025603.1 
87 Algoriphagus 
ceae; Algoriphag 
ref |NR_025602.1 
1619338 162081 
eriales; Cycloba 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


ref|NR_025599.1 


; Belliella 
NR_025559.1 


ceae 
ref 


¢ Ac 
ref 


tinomycetace 
NR_025539.1 


acea 
ref 


e; Loktanell 
NR_025508.1 


aceae; Halomonas 
ref|NR_025492.1 

1774532 177597 
etales; Streptom 


219878324 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Streptomyces 
8 Streptomyces 
mycineae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 
obacteraceae; 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 

0 Algoriphagus 

cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Streptomyces 
9 Streptomyces 
ycineae; 


ref|NR_025463.1 


Sporocytophaga 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
Sphingobacteriales; Flexibacteraceae; 


myxococcoides Bacteria; Bacteroidetes; 


Sporocytophaga. 


Sphingobacteria; 


619924 Bacteria_16S 


strain CCUG 41709 


1908191 1908140 1 51 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


619924 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


619924 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


619924 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


propionicum strai 
propionicum Bacte 
Propionibacteriac 
6 
strain 128 16S ri 
Tenericutes; Moll 


strain MK405 16S 
Tenericutes; Moll 


lagogenitalium st 
lagogenitalium Ba 
6 
strain 462/2 16S 
Tenericutes; Moll 
6 
strain CH 16S rib 
Tenericutes; Moll 


strain MMP-4 16S 
Tenericutes; Moll 


strain RG-2C 16S 
Tenericutes; Moll 


strain LBB1 16S r 


619924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


1932689 1932638 1 51 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 
1955424 1955373 1 51 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 
2056223 2056172 1 51 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 
2077555 2077504 1 51 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
2198967 2198916 1 51 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2201976 2201925 1 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2203498 2203447 1 51 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2208022 22079711 Si gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211051 2211000 1 51 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212551 2212500 1 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214051 2214000 1 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2341526 2341475 1 51 gi 
ibosomal RNA, partial sequence 


, 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


6 
strain HRC292 16S 
Tenericutes; Moll 
6 
strain MH5408 16S 
Tenericutes; Moll 


strain B1/T1 16S 
Tenericutes; Moll 


strain TB 16S rib 
Tenericutes; Moll 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
619924 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 
6 
strain JCM 9920 1 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


cineracea strain 


cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


19924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


2370419 2370368 1 51 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371930 2371879 1 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484115 2484064 1 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485627 2485576 1 51 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2512894 25128111 81 gi 
7 16S ribosomal RNA, partial sequence 
Stre 
2772907 2772856 1 51 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2774442 2774391 1 


gi 


, 
51 gi 
Stre 
2831699 2831648 1 51 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2843868 2843774 1 
SK-3255 16S ribosomal RNA, 


, 


92 gi 
complete se 


; Kitasatospora. 


219878258 

19068 
nomycineae 
219878240 
al sequenc 
Actinomy 


v 


219878225 
al sequenc 
Actinomy 


, 


219878154 
tial seque 
dae; Actin 


219878138 
sequence 


Actinomyc 


219857600 


2197691 21991 


219857598 


2200688 22021 


219857597 
equence 
lasmatacea 

219857594 


2206719 22081 


219857592 


2209746 22112 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857501 


2340265 23417 


hodobacter 
219857480 


2369126 23705 


219857479 


2370638 23720 


219857394 


2482825 24842 


219857393 


2484337 24857 


219857369 
25115 
ptosporang 
219857136 
equence 
Actinomyce 


219857135 


6S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; 
619924 Bacteria_16S 


ptomycinea 
219856903 

equence 

Actinomyc 


219856895 
quence 


ref 


sy AC 
ref 


ceta 
ref 
ceta 
ref 
nce 
omyc 
ref 


etal 


ref 


ref 


ref 


e; M 


ref 


ref 


ref 


ref 


ref 


acea 


ref 


ref 


ref 


ref 


ref 


inea 
ref 


tale 
ref 


e; S 
ref 


etal 


NR_025397.1 
68 1908267 Actin 


tinomycetac 


NR_025379.1 
e 1931360 19327 


les; Actino 


NR_025364.1 
e 1954098 19555 


les; Actino 


NR_025293.1 


20549 
etales; Str 


NR_025277.1 
2076251 20777 


es; Propion 


NR_025188.1 
39 Mycoplasma oxoniensis Bacteria; 


NR_025186.1 
48 Mycoplasma moatsii Bacteria; 


NR_025185.1 
2202199 2 


2036 


ycoplasma. 


NR_025182.1 
93 Mycoplasma dispar Bacteria; 


NR_025180.1 
24 Mycoplasma cricetuli Bacteria; 


NR_025179.1 
23 Mycoplasma columborale Bacteria; 


NR_025178.1 
23 Mycoplasma citelli Bacteria; 


NR_025089.1 
21 Rhodobaca bogoriensis Bacteria; 


e; Rhodobac 


NR_025068.1 
87 Mycoplasma primatum Bacteria; 


NR_025067.1 
93 Mycoplasma opalescens Bacteria; 


NR_024982.1 
86 Mycoplasma gypis Bacteria; 


NR_024981.1 
98 Mycoplasma subdolum Bacteria; 


NR_024957.1 
92 2513043 Nocar 


e; Nocardio 


NR_024764.1 
2771601 27730 
Streptomy 


Ss; 


NR_024763.1 
19 Streptomyces 


treptomycet 


NR_024724.1 
2830390 28318 


es; Strepto: 


ref 


NR_024714.1 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Actinomyces 

60 Actinomyces 

mycineae; 


O: 
e 


Actinomyces 
20 Actinomyces 
mycineae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


7 
e 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


5 
i 


Mycoplasma oxoniensis 


Mycoplasma moatsii 


Mycoplasma 


69 Mycoplasma 


Mycoplasma dispar 


Mycoplasma cricetuli 


Mycoplasma columborale 


Mycoplasma citelli 


Rhodobaca bogoriensis 


a. 


Mycoplasma primatum 


Mycoplasma opalescens 


Mycoplasma gypis 


Mycoplasma subdolum 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Streptomyces 
3 Streptomyces 
cineae; 


d 
Pp 
8 


Streptomyces peucetius 
peucetius Bacteria; 
aceae; Streptomyces. 
Streptomyces 

77 Streptomyces 

mycineae; 


Kitasatospora 


2842551 2844065 Kitasatospora 


Streptomy 


cineae; 


619924 Bacteria_16S 3063422 30633711 51 gi|219846880|ref|NR_026472.1 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 306360 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Sulfitobacter. 

619924 Bacteria_16S 3133880 3133829 1 51 gi| 219846833 |ref|NR_026425.1 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 31340 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae 
619924 Bacteria_16S 3144403 3144352 1 51 gi|219846826|ref|NR_026418.1 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 3143169 3144565 Sulfit 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
619924 Bacteria_16S 3162731 3162680 1 51 gi|219846814|ref|NR_026406.1 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 3161511 316291 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Antarctobacter. 

619924 Bacteria_16S 3164194 3164143 1 51 gi|219846813|ref|NR_026405.1 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseov 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovari 
619924 Bacteria_16S 3202363 3202312 1 51 gi| 219846787 |ref|NR_026379.1 


strain M408/89/1 
Corynebacterium. 
strain DSM 7083 1 


6 
strain NCTC 10951 


6 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 
6 
strain DSM 20315 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


strain DSM 40089 


619924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


3357010 3356959 1 51 


3413319 3413268 1 51 


3448756 3448705 1 51 
DSM 40445 16S ribosomal RNA, 


; Streptomyces. 


3453453 3453402 1 51 


3480810 3480759 1 51 


Actinomyces. 


3485302 3485251 1 51 


Actinobacteria; Actinobacteridae; Actinomycetales; 


arcticus strain 2 
Bacteria; Proteob 


strain G145 16S r 
Tenericutes; Moll 
6 
strain E-37 16S r 


ovipneumoniae str 
ovipneumoniae Bac 


strain PU 16S rib 
Tenericutes; Moll 


strain ATCC 29147 
Bacteroidetes; Ba 


619924 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


619924 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


619924 Bacteria_16S 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobac 


Streptomycetaceae 
6 
acidiscabies stra 


619924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


619924 Bacteria_16S 


619924 Bacteria_16S 


19924 Bacteria_16S 


3683105 3683054 1 51 
38 16S ribosomal RNA, partial 
acteria; Alphaproteobacteria; 
3692201 3692150 1 SL 
ibosomal RNA, partial sequence 


3717637 3717586 1 51 
ibosomal RNA, partial sequence 
3751721 3751670 1 51 
teria; Tenericutes; Mollicutes; 
3787876 3787825 1 Si 
osomal RNA, partial sequence 
3868240 3868189 1 51 
cteroidia; Bacteroidales; 


3923278 3923227 1 51 
n ATCC 14975 16S ribosomal RNA, 


; Streptomyces. 
3924859 3924808 1 51 
ain ATCC 27449 16S ribosomal RNA, 


; Streptomyces. 
3926440 3926389 1 


51 


Streptomyces. 
3928020 3927969 1 
in RL-110 16S ribosomal RNA, 


, 


51 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
19924 Bacteria_16S 
complete 
ia; Actinobacteria; Actinobacteridae; 


sequence 
Rhodobac 


16S ribosomal RNA, partial sequence 
Porphyromonada 
219846279 
complete 
ria; Actinobacteria; Actinobacteridae; 


teria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


gi 


gi 


gi 
s 
Ac 


gi 


gi 
1 
gi 


Strept 
gi 


te 
gi 


gi 


gi 
as 
gi 


gi 


gi 
A 


gi 


comple 


gi 


te 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


19924 Bacteria_16S 219846636 


219846611 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
619924 Bacteria_16S 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 


219846589 
Actinomyc 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 


219846449 


219846443 
3690909 36923 
icutes; Mycoplasmataceae; Mycoplasma. 
219846425 
3716418 37177 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
619924 Bacteria_16S 219846398 
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219846372 
3786577 37880 
icutes; Mycoplasmataceae; Mycoplasma. 
219846317 


219846278 


219846277 
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ref|NR_026271.1 
occineae; Dermabacterace 
ref |NR_026228.1 
3412006 3413422 Actino 
mycineae; Actinomycetace 
ref |NR_026203.1 
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ref |NR_026200.1 
occineae; Micrococcaceae 
ref|NR_026181.1 
3479494 348091 
etales; Actinomy 
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ref|NR_026178.1 
99 Streptomyces 
omycineae; Streptomyceta 
ref|NR_026040.1 
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rales; Rhodobacteraceae; 
ref|NR_026034.1 


ref|NR_026016.1 


dobacteraceae; Sagittula 
ref|NR_025989.1 
3750418 375189 
Mycoplasma. 
NR_025963.1 


ence 
mataceae; 
ref 


ref|NR_025907.1 
3866893 3868368 Porphy 
ceae; Porphyromonas. 
ref|NR_025869.1 
e 3921948 392347 
etales; Streptom 


sequenc 
ctinomyc 


ref 
te sequence 
Actinomycet 


NR_025868.1 

392352 
ales; Strept 
ref|NR_025867.1 
complete sequence 392511 
ridae; Actinomycetales; 


gi 


219846276 
complete sequence 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 
Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Streptomyces 

2 Streptomyces 

cineae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 
Actinomyces 

5 Actinomyces 

cineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Streptomyces 
8 Streptomyces 
ycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


ref|NR_025866.1 
3926691 392822 


Streptomyces 
0 Streptomyces 


acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


Streptomycineae; 


619924 Bacteria_16S 3929601 3929550 1 51 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
619924 Bacteria_16S 4007835 4007784 1 51 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

619924 Bacteria_16S 4097137 4097086 1 Si gi| 219846155 |ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

619924 Bacteria_16S 4098623 4098572 1 51 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
619924 Bacteria_16S 4100079 4100028 1 51 gi|219846153|ref|NR_025743.1| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

619924 Bacteria_16S 4167411 4167360 1 51 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

619924 Bacteria_16S 4168893 4168842 1 51 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

619924 Bacteria_16S 4202352 4202301 1 51 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

619924 Bacteria_16S 4217614 4217531 1 81 gi| 219846063 |ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

619924 Bacteria_16S 4226741 4226690 1 51 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

619924 Bacteria_16S 4228213 4228162 1 51 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

619924 Bacteria_16S 4229685 4229634 1 51 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
strain SW49 16S ribosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

619924 Bacteria_16S 4237258 4237207 1 51 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

619924 Bacteria_16S 85881 85807 1 13 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

619924 Bacteria_16S 127245 127171 1 a3 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
619924 Bacteria_16S 220486 220432 40 92 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

619924 Bacteria_16S 436661 436587 1 73 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

619924 Bacteria_16S 779628 779546 1 81 gi|265678526|ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
619924 Bacteria_16S 840756 840702 40 92 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

619924 Bacteria_16S 969295 969221 1 713 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

619924 Bacteria_16S 1027439 1027361 1 77 gi|265678360|ref|NR_028662.1| Desulfobacca 
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Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

619924 Bacteria_16S 1877822 1877748 1 73 gi| 219878283 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Nocardiopsaceae; Nocardiopsis. 
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Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

619924 Bacteria_16S 2312893 2312839 40 92 gi|219857521|ref|NR_025109.1 

subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobac 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

619924 Bacteria_16S 2334102 2334028 1 73 gi| 219857507 |ref|NR_025095.1 

xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 233429 

xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 

Nocardiopsaceae; Nocardiopsis. 

619924 Bacteria_16S 2402226 2402152 1 73 gi| 219857459 |ref|NR_025047.1 

kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 240237 

kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 

Nocardiopsaceae; Nocardiopsis. 

619924 Bacteria_16S 2409909 2409835 1 73 gi|219857454|ref|NR_025042.1 

salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Strept 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

Streptomonospora. 

619924 Bacteria_16S 2511386 2511312 1 73 gi|219857370|ref|NR_024958.1 

strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocard 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

Nocardiopsis. 

619924 Bacteria_16S 3235573 3235499 1 73 gi|219846764|ref|NR_026356.1 

lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermo 

Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntr 

619924 Bacteria_16S 3256673 3256599 1 73 gi|219846750|ref|NR_026342.1 

lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 325683 

lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 

Nocardiopsaceae; Nocardiopsis. 

619924 Bacteria_16S 3261208 3261134 1 73 gi| 219846747 |ref|NR_026339.1 

dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, partial sequen 
Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

619924 Bacteria_16S 3994400 3994346 40 92 gi|219846229|ref|NR_025819.1 

strain GS5-97 16S ribosomal RNA, partial sequence 3993148 39945 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

619924 Bacteria_16S 4062267 4062193 1 73 gi|219846178|ref|NR_025768.1 

strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 

619924 Bacteria_16S 4212956 4212902 40 92 gi| 219846067 |ref|NR_025657.1 

strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

619924 Bacteria_16S 674157 674084 1 73 gi|265678600|ref|NR_028905.1 

strain M343/98/2 16S ribosomal RNA, partial sequence 672829 67426 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 

619924 Bacteria_16S 865026 864977 1 49 gi| 265678469 |ref|NR_028772.1 


ruestringensis strain Bl 16S ribosomal RNA, partial sequence 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 


863710 865135 


Muricauda 
Muricauda 


AGGCGACTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGT 
GGGGGTTGTCATGACCTCCGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCTTAATCGAGGAAGTCCCTTCGGGGACAGGAAG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTC 
TAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAGAGA 
GATGCTAAACCGTCGAGGTGGAGCCAAACTTCAAAACTTGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATC 
AGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACCCGTAAGGGAGGCAGC 
GACCTAAGGTAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTCGATCGGGTAGGTGCTTTAATGAACCTTCGGGGGATTTA 
AAGTACTGAAAGCGGCGGACGGGTGAGTAACGCGTGGGGAACCTGCCCTATGCAGGGGGATAGCCTCGGGAAACCGGGATTAATACCCCATAACACTTATGGACC 
GCATGGTGCATAAGTCAAAGCGTTTAGCGGCATAGGATGGCCCCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGGGTAGCCGGCCT 
GAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC 
GCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTAAGGGAAGAAGAATGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCCCTGCAAGTCAGGTGTGAAAGGCATCGGCTCAACCGATGTGAGCAC 
TTGAAACTGTAGGGCTTGAGTGCAGGAGAGGAGAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTG 
GACTGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTTAGAC 
CTTCAGTGCCGCAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGT 
GGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGACTTGACATCCTCCGGACGGCTCTGGAGACAGGGCTTTCCCTTCGGGGACTGGAGAGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCATCAGGTAAAGCTGGGCACTCTAGAGGGACT 
GCCGGCTAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAACC 
CGTAAGGGGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGC 
GGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTCGGCAACACCCGAAGCCAGTGGGC TAACCGAAAGGAGGCAGCTGTCGAAGGTGG 
GGCCGATGATTGGGGTGAAGTCGTAACAAGGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACATGCNAGTCGAGCGGAA 
ACGATGGTAGCTTGCTAGCCAGGCGTCGAGCGGCGGACGGGTGAGTATACTTAGGAATCTACCTAGTAGGTGGGGGATAGCACGGGGAAACTCGTATTAATACNG 
CATACGACCTACGGGAGAAAGGGGGCAGTTTACTGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATC 
TGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGA 
TCCAGCCATGCCGCGTGTGTKAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGAAGACTCTTCGGTTAATACCCGGAGACGATGACATTAGCTGCAG 
AATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTC 
AGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGAAACTGTTAGGCTAGAGTAGGTGAGAGGGAGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGA 
GATCTGAAGGAATACCGATGGCGAAGGCAGCCTCCTGGCATCATACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
ATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGC 
GGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTCTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAG 
TTACCAGCGGGTTAAGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACAC 
ACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAA 
GTAGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGG 
ATAGCTTAACCTTCGGGGAGGCGTTCACCACGGTGTGGTTGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTTAACACATGC 
AAGTCGAACGATGAACCGGTTTCGGCCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCT 
AATACCGGATATGACACGCTCCCGCATGGGATGTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCA 
AGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAA 
AGCCCGGGGCTTAACTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTACCGGTGAAATGCGCAGATATCAGGAG 
GAACACCGGTGGCGAAAGGCGATCTCTGGGCCGATACTGACGCTGAGGAGC GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
TTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGCGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACCTCTGGAGACAGGGGCCC 
CCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCA 
TGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACAC 
GTGCTACAATGGCCGGTACAATGAGCTGCGAANCCGTGAGGTGGAGCGAATCTCAAAAAGCCCGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGT 
CGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTAG 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGCTTAATACATGTCAAGTCGAACGAAGCATTTAGGATTGAAGTTTTCGGATGG 
ATTTCCTATATGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGGAACCTGCCCTATACAGGGGGATAACAGCTGGAAACGGCTGCTAATACCGCATAAGCGCAC 
AGAATCGCATGATTCAGTGTGAAAAGCCCTGGCAGTATAGGATGGTCCCGCGTCTGATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAGTAGCC 
GGCTTGAGAGAGTGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGTAAACCCTGATGCAGC 
GACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAACAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGTGGCATGGTAAGTCAGAAGTGAAAGCCCGGGGCTTAACCCCGGG 
ACTGCTTTTGAAACTGTCATGCTGGAGTGCAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGG 
CTTACTGGACTGTCACTGACACTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCGGGGC 
CGTAGAGGCTTCGGTGCCGCAGCAAACGCAGTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGTCTTGACATCCCAATGACCGAACCTTAACCGGTTTTTTCTTTCGAGACATTGGAGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTAGCCAGCATTTAAGGTGGGCACTCTAGAG 
AGACTGCCAGGGATAACCTGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGGCCAGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGC 
GAAGTCGTGAGGCGAAGCAAATCCCAGAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAGAAT 
GTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGTCAGTGACCCAACCGCAAGGAGGGAGCTGCCGAA 
GGTGGGACCGATAACTGGGGTGAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACATGCAAGTCGAACGAG 
GTTAGAAAGCTTGCTTTTGATACCTAGTGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTAGTAGTGGGGGATAACTTGGGGAAACTCAAGCTAATACCGCAT 
ACGACCTACGGGTGAAAGGGGGCGCAAGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCC 
ATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGTGGGGAGGAAAAGTTAATGGTTAATACCCATTAGCCCTGACGTTACCCACAGAATAAGC 
ACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTACTTAAGTCAGATGTG 
AAAGCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGGGTGACTAGAGTAGGTGAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGG 
AGGAATACCGATGGCGAAGGCAGCTCCCTGGCATCATACATGACACGTGAGGTGCGAAAGCTGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGTCTACCAGTCGTTGGGTCTTTTAAAGACTTAGTGACGCAGTTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGA 


619924 Bacteria_16S 884487 884438 27 75 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

619924 Bacteria_16S 1028943 1028894 1 49 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

619924 Bacteria_16S 1077291 1077240 1 51 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 

619924 Bacteria_16S 1544965 1544916 1 49 gi|219857262|ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

619924 Bacteria_16S 2393213 2393164 1 49 gi| 219857465 |ref|NR_025053.1| Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
619924 Bacteria_16S 2684602 2684553 1 49 gi|219857200|ref|NR_024828.1| Zobellia russellii 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

619924 Bacteria_16S 2686044 2685995 1 49 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

619924 Bacteria_16S 2687513 2687464 1 49 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

619924 Bacteria_16S 2711443 2711394 1 49 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

619924 Bacteria_16S 2738654 2738605 1 49 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
619924 Bacteria_16S 2791100 2791011 1 88 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

619924 Bacteria_16S 2874946 2874913 40 72 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

619924 Bacteria_16S 2984391 2984358 40 72 gi|219846934|ref|NR_026526.1| Bacillus vedderi 
strain JaH 16S ribosomal RNA, partial sequence 2983106 2984583 Bacillus vedderi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

619924 Bacteria_16S 3112836 3112763 1 73 gi|219846847|ref|NR_026439.1| Desulfobacter 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
619924 Bacteria_16S 3541572 3541539 40 72 gi|219846549|ref|NR_026141.1| Bacillus clarkii 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

619924 Bacteria_16S 4088248 4088199 1 49 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 
strain KMM 3951 16S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

619924 Bacteria_16S 4089739 4089690 1 49 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 
strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

619924 Bacteria_16S 4091228 4091179 1 49 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

619924 Bacteria_16S 4092724 4092675 1 49 gi|219846158|ref|NR_025748.1| Maribacter 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
619924 Bacteria_16S 4094205 4094156 1 49 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

619924 Bacteria_16S 133266 133218 27 75 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

619924 Bacteria_16S 282523 282503 55 75 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 


strain W 1471 16S 


ribosomal RNA, partial sequence 


281272 28276 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacteriu 
619924 Bacteria_16S 477821 477758 1 64 gi| 265678733 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
619924 Bacteria_16S 511698 511662 40 75 gi| 265678711 
strain Tf 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


lales; Bacillaceae; Geobacillus. 


7 Eubacterium infirmum Bacteria; 


m. 

ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 

s. 

ref|NR_029016.1| Geobacillus debilis 


510382 511906 Geobacillus debilis Bacteria; 


6 


6 


619924 Bacteria_16S 
kondratievae strain GB 16S ribosomal RNA, partial sequence 


848383 848320 1 64 gi 


265678481 
84713 


ref|NR_028784.1] Paracoccus 
2 848491 Paracoccus kondratievae 
7 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

19924 Bacteria_16S 1158946 1158894 1 52 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

19924 Bacteria_16S 2060764 2060744 55 75 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

19924 Bacteria_16S 2194382 21943301 52 gi|219857603|ref|NR_025191.1| Meiothermus 

aiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 

aiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

19924 Bacteria_16S 3085946 3085883 1 64 gi|219846865|ref|NR_026457.1| Paracoccus 


aracoccus. 


AVOCTNt tA 


19924 Bacteria_16S 


antotrophus strain ATCC 35512 16S ribosomal RNA, partial 
antotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


3087391 3087328 1 64 gi 


sequenc 


219846864 


denitrificans strain 381 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


619924 Bacteria_16S 


3200923 3200863 1 60 gi 


219846788 


kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial seque 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actino 
Corynebacteriaceae; Corynebacterium. 


619924 Bacteria_16S 3399512 3399476 1 36 gi|219846646 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Arthrobacter. 

619924 Bacteria_16S 3491498 3491406 1 90 gi| 219846582 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Streptomyces. 

619924 Bacteria_16S 3936995 3936932 1 64 gi| 219846268 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Paracoccus. 

619924 Bacteria_16S 3938429 3938366 1 64 gi| 219846267 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 39385 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
19924 Fungi_16S 


6 
strain IFM 100 
Actinobacteria 
6 
strain IFM 100 
Actinobacteria 


619924 Fungi_16S 


strain IFM 078 
Actinobacteria 


619924 Fungi_16S 


strain IFM 057 
Actinobacteria 


619924 Fungi_16S 


strain IFM 100 


88 16S ribosomal RNA, partial sequence 9174 


v 


19924 Fungi_16S 
35 16S ribosomal RNA, partial sequence 1 


, 


4 16S ribosomal RNA, partial sequence 1564 


, 


5 16S ribosomal RNA, partial sequence 3067 


v 


84 16S ribosomal RNA, partial sequence 4616 


10465 10371 1 92 gi 


hodobacter 


219857197 
10588 


Actinobacteridae; Actinomycetales; Corynebacterin 


1314 1263 1 51 gi 


265678352 
1514 


Actinobacteridae; Actinomycetales; Corynebacterin 


2823 2772 1 Sil gi 


265678351 
3016 


Actinobacteridae; Actinomycetales; Corynebacterin 


4361 4310 1 51 gi 


265678350 
4565 


Actinobacteridae; Actinomycetales; Corynebacterin 


5921 5870 1 51 gi 


265678349 
6112 


Rhodobacterales; 


Rhodobacterales; 


bacteridae; 


e 3084717 3086111 Paracoccus 
Rhodobacteraceae; 


ref|NR_026456.1] Paracoccus 
3086162 3087556 Paracoccus 
Rhodobacteraceae; 


ref 
nce 


NR_026380.1| Corynebacterium 
3199614 3201013 Corynebacterium 
Actinomycetales; Corynebacterineae; 


ref|NR_026238.1] Arthrobacter 
3398202 3399685 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


ref|NR_026174.1| Streptomyces 
3490176 3491693 Streptomyces 
tales; Streptomycineae; 


ref|NR_025858.1] Paracoccus 
3935756 3937139 Paracoccus 
bacterales; Rhodobacteraceae; 


ref|NR_025857.1| Paracoccus aminovorans 

74 Paracoccus aminovorans Bacteria; 

aceae; Paracoccus. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

619924 Fungi_16S 7477 7426 1 51 gi| 265678348 |ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

619924 Fungi_16S 8979 8928 1 51 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

619924 Fungi_16S 11946 11895 1 51 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
622200 Bacteria_16S 


696274 696374 1 
PB90-1 16S ribosomal RNA, partial sequence 


Opitutae; Opitutales; Opitutaceae; Opitutus. 


622200 Bacteria_16S 


2614168 2614266 2 
strain CVL 16S ribosomal RNA, partial sequence 


102 gi 
695588 
101 gi 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


622200 Bacteria_16S 


3767625 3767723 2 


101 gi 


Actino: 


265678585 


697067 Opitu 


219857256 


2613469 26150 


; Desulfov 


mycetales; Corynebacterineae; 


ref 
tus 


NR_028890.1| Opitutus terrae strain 
terrae Bacteria; Verrucomicrobia; 


ref|NR_024887.1| Desulfovibrio senezii 
09 Desulfovibrio senezii Bacteria; 
ibrionaceae; Desulfovibrio. 


219846386 


gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 


ref|NR_025977.1| Desulfovibrio 
3766971 3768387 Desulfovibrio 


gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


622200 Bacteria_16S 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partia 
Clostrid 


viterbiensis Bact 


622200 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


622200 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


622200 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


622200 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


622200 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


622200 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


622200 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


622200 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


622200 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


622200 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


622200 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


622200 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. 


Clostridiaceae; C 


622200 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


622200 Bacteria_16S 
somal RNA, partial sequence 2514611 2516064 Calor 
Caloramator. 


strain Z 16S ribo 
Clostridia; Clost 


622200 Bacteria_16S 


straminisolvens s 
straminisolvens B 


622200 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


622200 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


622200 Bacteria_16S 
train DSM 12679 16S ribosomal RNA, par 


proteoclasticus s 
proteoclasticus B 


622200 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


2406176 2406275 1 101 


Firmicutes; 
55244 55343 


eria; Clostridia; 


1 101 


1301604 1301703 1 101 
tes; Clostridia; 
losiruptor. 
1304714 1304813 1 101 
tes; Clostridia; 
losiruptor. 
1324622 13247211 101 
7R1B strain 16S ribosomal RNA, p 
7R1B Bacteria; Firmicutes; Clost 
tae Sedis; Caldicellulosiruptor. 
362405 362503 2 101 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibri 
1368676 1368774 2 101 
RS-1 16S ribosomal RNA, complet 
acteria; Deltaproteobacteria; 
2102927 2103025 2 101 
6N 16S ribosomal RNA, partial 
acteria; 
2606420 2606518 2 101 
n HDv 16S ribosomal RNA, partial 
acteria; Deltaproteobacteria; De 
3242561 3242659 2 101 
DSM 2603 16S ribosomal RNA, part 
a; Proteobacteria; Deltaproteoba 


s 


1277529 1277614 15 101 
n JC2041 16S ribosomal RNA, part 
ria; Proteobacteria; Gammaproteo 
23348 23447 1 101 
in 265 16S ribosomal RNA, partia 
tes; Clostridia; Clostridiales; 
1100756 1100855 1 101 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridia 

2325935 2326034 1 101 
leptospartum strain ATCC 3541 
leptospa 


p. 


lostridium. 

2450368 2450467 1 101 
lales; Thermoactinomycetaceae; L 
2515259 2515358 1 101 
ridiales; Clostridiaceae; 
2682468 2682567 1 101 
train CSK1 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; 
2755669 2755768 1 101 
ToBE 16S ribosomal RNA, partial 
rmicutes; Clostridia; Thermoanae 
3241011 32411101 101 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridia 
3365681 3365780 1 101 
acteria; Firmicutes; Clostridia; 
3551758 3551857 1 101 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


622200 Bacteria_16S 


3581993 3582092 1 101 


ribosomal RNA, partial sequence 


Clostridiaceae; 


gi 


gi 


6S ribosomal RNA, partial sequence 54638 
pelotrichi; Erysipelotrichales; Erysip 
622200 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterale 


gi 


gi 


1304017 13055 


Thermoanaerobacterale Thermoa 


gi 
artial 
ridia; 


gi 


361716 36321 
Desulfov 


onales 
gi 
e sequ 


Desulfov 


gi 
equenc 


Deltaproteobacteria; Desulfov 


gi 
seque 
sulfov 
gi 
ial se 
cteria 


gi 
ial se 
bacter 
gi 
1 sequ 
Clostr 
gi 


1100149 11015 
ostridiu 


ceae; 
gi 
4 16S 


rtum Bacteria; 


gi 


aceyel 
gi 


gi 
rtial 
Clost 
gi 
seque 
robact 
gi 


3240430 32418 
ermobrac 


ceae; 
gi 


Clost 
gi 


3551089 35526 
loramato 


219857456 
iales; 
265679027 
219846639 
S; 
219846460 


S; 


219878140 
sequence 


265678813 


v 


228718692 


219878118 
e 
ib 
219857264 
nce 
ib 
219846759 
quence 


, 


219846127 
quence 


265679048 


idiaceae; 
265678309 


cl 


219857512 
ribosomal 


219857419 


16S ribosomal RNA, partial sequence 2449732 24511 


la. 
219857367 


219857201 
sequence 
ridiales; 
219857149 
nce 
erales; 
219846760 


Th 
219846673 
ti 
ridiales; 

219846542 


Ca 


gi 


219846521 


1 sequence 
Clo 


56028 
elotrichac 


Thermoa 


Thermoana 


ence 13679 
ibrionales; 


21022 
rionales 


26057 


rionales 


Desulfov 


ia; Altero 


ence 22677 


27549 
Th 


al seque 


ref 


ref 


eae; 
ref 


ref 


ref 


erob 


ref 


ibri 
ref 


; De 
ref 


; De 
ref 


7 De 
ref 


ibri 
ref 
mona 
Clos 
ref 
m. 


ref 
RNA, 


Firmicutes; 


ref 


ref 


amat 


ref 


Clos 
ref 


ermo 
ref 


ref 
nce 
Clos 
ref 


r. 


2405537 24070 
stri 


1323941 13254 


3 Desulfovibrio 


77 1369516 Desul 


11 2103776 Desul 


22 2607261 Desul 


3241884 32433 


1276861 12782 


24226 


2681812 26832 


90 2756495 Therma 


NR_025044.1 
1 
diaceae; Cal 
NR_029335.1 


Holdemania. 
NR_026231.1 


obacterales 
NR_026051.1 
obacterales 


NR_025279.1 
4 
acterales; T 
NR_029118.1 


onaceae; Des 
NR_027575.1 
f 
sulfovibrion 
NR_025257.1 
f 
sulfohalobia 
NR_024895.1 
f 
sulfovibrion 
NR_026351.1 
9 
onales; Desu 
NR_025717.1 
6 
dales; Colwe 
NR_029356.1 
Clostr 
tridium. 

NR_028611.1 


NR_025100.1 
partial seq 


NR_025007.1 


NR_024955.1 
or coolhaasi 


NR_024829.1 
5 
tridiaceae; 
NR_024777.1 


anaerobacter 
NR_026352.1 


NR_026265.1 

336503 
tridiaceae; 
NR_026134.1 


ref 


Clostridia; 


Caloramator 
6 Caloramator 
oramator. 
Holdemania filiformis 


Holdemania filiformis Bacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
naer 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 
naer 


Family III. Incertae 
Caldicellulosiruptor 

8 Caldicellulosiruptor 

hermoanaerobacterales 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 
Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 

Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 

Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Clostridium 
idium orbiscindens 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Clostridium 
uence 2325260 2326777 
Clostridiales; 


Laceyella putida 


92 Laceyella putida Bacteria; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Clostridium 

8 Clostridium 
Clostridium. 
Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Thermobrachium celere 


33 Thermobrachium celere Bacteria; 
hium. 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


NR_026113.1 


Clostridium 


stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; 


622200 Bacteria_16S 
ATCC 35205 16S ri 
Clost 


Firmicutes; 


622200 Bacteria_16S 
cellulosolvens st 
cellulosolvens AT 


Ruminococcaceae. 


622200 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 


strain ATCC 29799 
Bacteria; 


622200 Bacteria_16S 
dehalogenans 2CP- 
P 


2CP-1 Bacteria; 
Anaeromyxobacter. 


622200 Bacteria_16S 
DSM 14365 16S rib 
Proteob 


Bacteria; 


622200 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; 


thiodismutans str 


thiodismutans Bac 
Desulfonatronum. 


622200 Bacteria_16S 


strain SHK-1 16S 
Proteobacteria; 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


622200 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


622200 Bacteria_16S 


sibiricum strain 


Bacteria; Firmicu 


622200 Bacteria_16S 


strain SE-32A-C8 
Proteobacteria; 


strain R-10 16S r 


Bacteroidetes; Sp 


622200 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


622200 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


622200 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


622200 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


622200 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


622200 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


Clost 
622200 Bacteria_16S 


Bactero 


D 
622200 Bacteria_16S 


D 
622200 Bacteria_16S 


G 
622200 Bacteria_16S 


pelotrichi; Erysipelotrichales; Erysip 
582553 582652 1 101 gi 
ibosomal RNA, partial sequence 


622200 Bacteria_16S 


elotrichac 
265678664 
581868 58337 


Clostridium. 

3829835 3829934 1 101 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
bosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

3850863 3850962 1 101 gi|219846328|ref|NR_025918.1| Bacteroides 
rain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
Cc 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 

3879871 3879970 1 101 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
ridia; Clostridiales; Clostridiaceae; Caloramator. 

4192803 4192902 1 101 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 

16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

1120559 1120657 2 101 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
roteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 

1209894 1209992 2 101 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
osomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
acteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

1404708 1404806 2 101 gi|219857153|ref|NR_024781.1| Haliangium tepidum 

ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

2236183 2236281 2 101 gi|219857575|ref|NR_025163.1| Desulfonatronum 
ain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
teria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 

2713714 2713812 2 101 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
eltaproteobacteria; Myxococcales; Enhygromyxa. 

3050562 3050660 2 101 gi|219846888|ref|NR_026480.1| Desulfovibrio 
rain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

150745 150843 1 101 gi|265678962|ref|NR_029270.1| Clostridium litorale 
osomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

2104475 2104574 1 101 gi|219878117|ref|NR_025256.1| Anoxynatronum 
Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
tes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

3746 3845 1 101 gi|265679061|ref|NR_029369.1| Legionella erythra 
16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

132647 132746 1 101 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
ibosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
hingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

166172 166255 17 101 gi| 265678952 |ref|NR_029260.1| Clostridium tetani 
6S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
281933 282032 1 101 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 


ridia; Clostridiales; Eubacteriaceae; Eubacterium. 
303208 303307 1 101 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
bosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 


eae. 
ref|NR_028969.1| Caldithrix abyssi 
1 Caldithrix abyssi Bacteria; 


903739 903838 1 101 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
acteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

994846 994945 1 101 gi|265678381|ref|NR_028683.1| Acidaminobacter 
strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
acter. 

1057255 1057338 17 101 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Rhodopseudomonas. 


622200 Bacteria_16S 1150752 1150850 2 101 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
622200 Bacteria_16S 1176583 1176682 1 101 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 1270223 1270322 1 101 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

622200 Bacteria_16S 1383777 1383876 1 101 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

622200 Bacteria_16S 1577224 1577323 1 101 gi|219846510|ref|NR_026102.1]| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 1632105 1632204 1 101 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 

622200 Bacteria_16S 1734274 1734373 1 101 gi|219878385|ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
622200 Bacteria_16S 1741941 1742040 1 101 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

622200 Bacteria_16S 1787300 1787399 1 101 gi|219878344|ref|NR_025483.1| Halorhodospira 
neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 1786631 1787986 Halorhodospira 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Halorhodospira. 

622200 Bacteria_16S 1802468 1802567 1 101 gi|219878334|ref|NR_025473.1] Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 2032337 2032436 1 EY) gi|219878174|ref|NR_025313.1] Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

622200 Bacteria_16S 2060175 2060274 1 101 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

622200 Bacteria_16S 2108931 2109030 1 101 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 2303095 2303194 1 101 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

622200 Bacteria_16S 2453441 2453540 1 101 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

622200 Bacteria_16S 2501591 2501690 1 101 gi|219857381|ref|NR_024969.1| Legionella waltersii 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

622200 Bacteria_16S 2503097 2503196 1 101 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
622200 Bacteria_16S 2722856 2722955 1 104 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

622200 Bacteria_16S 2785901 2786000 1 101 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

622200 Bacteria_16S 2991392 2991491 1 101 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

622200 Bacteria_16S 2992886 2992985 1 TO gi|219846928|ref|NR_026520.1| Legionella brunensis 
strain 441-1 16S ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

622200 Bacteria_16S 3073149 3073248 1 101 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

622200 Bacteria_16S 3121313 3121412 1 101 gi| 219846841 |ref|NR_026433.1]| Ammoniphilus 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 


oxalivorans Bacte 


ria; 


3120644 312214 


0 Ammoniphilus 


Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


622200 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


622200 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


622200 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


622200 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; 


strain LMG 5047 1 
Proteobacteria; G 


622200 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


622200 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


622200 Bacteria_16S 


strain 25-4 16S r 
Proteobacteria; G 


622200 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


622200 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


622200 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


622200 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


622200 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


622200 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


622200 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


622200 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


622200 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


622200 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


622200 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


622200 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


622200 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


G 
622200 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1008516 1008602 14 101 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2018964 2019050 14 101 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2020436 2020522 14 101 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


gi 


gi 
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ct 


2070851 2070937 14 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2354513 2354611 2 101 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2415509 2415595 14 101 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


101 gi 
ue 
oi 


ne 
ob 


ue 
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2432085 2432171 14 101 gi 
n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2729049 2729135 14 101 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
3136237 3136335 2 101 gi 
n SB164P1 16S ribosomal RNA, partial s 
ria; Proteobacteria; Deltaproteobacter 


ne 
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qu 
ac 


eq 
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e 
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1 


e 
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e 
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e 
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3244122 3244220 2 101 gi 


1006359 10077 


265678372 
1007814 10092 


219878183 
2018337 20197 
homonada 
219878182 


quence 
ria; Rh 


219878143 


ce 
laceae; 


219857491 


23538 
cterale 


219857450 


ce 
Desulfo 


219857436 


24314 


acillus. 
219857168 


nce 
llaceae 


219846831 


ence 
Desulf 


219846758 


3122860 3122959 1 101 gi|219846840|ref|NR_026432.1] Ammoniphilus 
RAOx1 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 

tes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

3247109 3247208 1 101 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
in DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
eria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

3266601 3266700 1 101 gi|219846743|ref|NR_026335.1| Legionella drancourtii 
ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 

acteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3268019 3268118 1 104 gi|219846742|ref|NR_026334.1| Legionella lytica 
osomal RNA, partial sequence 3267345 3268825 Legionella lytica Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3290840 3290939 1 101 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
6S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

3297022 32971211 101 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
M 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
tes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

3852372 38524711 101 gi| 219846327 |ref|NR_025917.1| Acetivibrio 
rain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

3999746 3999845 1 101 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
ibosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

4207762 4207861 1 101 gi|219846070|ref|NR_025660.1| Carboxydocella 
strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 

ella. 

11016 11114 2 101 gi|265679056|ref|NR_029364.1| Desulfovibrio 
rain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

797323 797409 14 101 gi|265678514|ref|NR_028817.1| Paenibacillus 
strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

1007053 1007139 14 101 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


ref|NR_028674.1| Bacillus edaphicus 
65 Bacillus edaphicus Bacteria; 


ref|NR_025322.1| Maricaulis salignorans 
58 Maricaulis salignorans Bacteria; 

ceae; Maricaulis. 
ref |NR_025321.1 
2019809 202123 


odobacterales; H 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Thermobacillus 
8 Thermobacillus 


ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_025038.1 

2414827 241631 
vibrionales; Des 


Desulfomonile 
omonile limimaris 
Desulfomonile. 
Desulfovibrio 

0 Desulfovibrio 
ulfovibrionaceae; 


, 


ref |NR_025024.1 
10 2432897 Paenib 


Paenibacillus 
acillus chinjuensis 


ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref |NR_026423.1 
135552 313703 
obacterales; Des 


Alicyclobacillus 
6 Alicyclobacillus 
us. 

Desulfocapsa 

3 Desulfocapsa 
ulfobulbaceae; 


Ww 


ref |NR_026350.1| Desulfonatronovibrio 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 


Desulfonatronovib 


Trio. 


3243444 3244946 Desulfonatronovibrio 


622200 Bacteria_16S 3379270 3379368 2 101 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

622200 Bacteria_16S 3630652 3630750 2 101 gi| 219846485 |ref|NR_026077.1| Geobacter pelophilus 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 3631435 Geobacter pelophilus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

622200 Bacteria_16S 3772158 3772244 14 101 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

622200 Bacteria_16S 3886141 3886227 14 101 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

622200 Bacteria_16S 4064728 4064826 2 101 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

622200 Bacteria_16S 4066253 4066351 2 101 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

622200 Bacteria_16S 179755 179840 15 101 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

622200 Bacteria_16S 2716790 2716875 15 101 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

622200 Bacteria_16S 2960796 2960881 15 101 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

622200 Bacteria_16S 3662726 3662811 15 101 gi|219846463|ref|NR_026055.1] Colwellia 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequence 3662041 3663526 Colwellia 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
622200 Bacteria_16S 3796287 3796372 15 101 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

622200 Bacteria_16S 850544 850643 1 101 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

622200 Bacteria_16S 1845375 1845459 16 101 gi|219878305|ref|NR_025444.1| Maricaulis virginensis 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 1846167 Maricaulis virginensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

622200 Bacteria_16S 2017494 2017578 16 101 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

622200 Bacteria_16S 2564871 2564970 1 101 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

622200 Bacteria_16S 3576062 3576160 2 101 gi|219846525|ref|NR_026117.1| Legionella feeleii 


strain WO-44C 16S 
Proteobacteria; 


strain AS2 16S ri 
Firmicutes; Lacto 


622200 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; 


strain V 5-2 16S 
Firmicutes; Clost 


622200 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


622200 Bacteria_16S 
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intestinale Bacte 


622200 Bacteria_16S 
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622200 Bacteria_16S 


G 
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G 
622200 Bacteria_16S 
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ridia; Clostridiales; Clostridiaceae; 
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161534 161617 17 101 gi 
n Catt39 16S ribosomal RNA, partial se 
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ammaproteobacteria; Legionellales; Legionellacea 

52195 52294 1 101 gi| 265679029 
bosomal RNA, partial sequence 51487 53037 
bacillales; Enterococcaceae; Enterococcus. 

59753 59852 1 101 gi| 265679024 
bosomal RNA, partial sequence 59080 60579 
ammaproteobacteria; Xanthomonadales; Xanthomonad 

153862 153945 17 101 gi| 265678960 
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uence 
idiales; C 
265678955 
quence 
ales; Clos 
265678938 
quence 
ridiales; 
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e; Legionella. 
ref|NR_029337.1 
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ref|NR_029332.1 


acea 
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e; Xanthomon 
NR_029268.1 


ref |NR_029267.1 
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lostridiaceae; C 
ref |NR_029263.1 
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ref |NR_029246.1 
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54 Legionella feeleii Bacteria; 


Enterococcus asini 


asini Bacteria; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium 
Clostridium 
lostridium. 
Clostridium 
Clostridium 
tridium. 
Clostridium 
Clostridium 
Clostridium. 


ref |NR_029245.1 


Clostridium 


aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 


aminovalericum Ba 


cteria; Firmicutes; Clostridia; Clostr 


idiales; C 


lostridiaceae; C 


lostridium. 


622200 Bacteria_16S 
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622200 Bacteria_16S 
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Alphaproteobacter 
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Firmicutes; 
209035 209118 17 
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Firmicutes; 
366820 366919 1 
Proteobacteria; 
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Clostridiales; 
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Clostridiaceae; 
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strain JW/Z-1 16S ribosomal RNA, parti 
Clostridia; 


Clos 


101 gi 


rain F23 16S ribosomal RNA, partial se 
Gammaproteobac 


101 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


622200 Bacteria_16S 
albertensis strai 
albertensis Bacte 
Acidithiobacillus 
622200 Bacteria_16S 
azorensis strain 
Bacteria; Firmicutes; 
622200 Bacteria_16S 
strain L1-92 16S 
Firmicutes; Clost 
622200 Bacteria_16S 
odorimutans strai 
odorimutans Bacte 
Anaerovorax. 
622200 Bacteria_16S 
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Bacteria; Firmicutes; 
622200 Bacteria_16S 
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622200 Bacteria_16S 
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Proteobacteria; G 
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622200 Bacteria_16S 
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Acidithiobacillus 
Acidithiobacillus 
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101 


101 


101 


101 


101 


101 


ribosomal RNA, partial sequence 


101 


101 


101 


101 


101 


101 


101 


gi 


n TA-67 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclobacillaceae 
622200 Bacteria_16S 


gi 


in E-3 16S ribosomal RNA, partial sequence 10881 
acteria; Gammaproteobacteria; Pseudomonadales; 
622200 Bacteria_16S 


gi 


1103152 11046 
Clostridiales Family XIII. 


gi 


rain CM3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


1163739 11652 
Clostridiales; Veillonellaceae; 


gi 


1222664 12241 
Clostridiaceae; 


gi 


partial 
Gammaproteobacteria; 


gi 


DCB-2 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


in X14 16S ribosomal RNA, partial sequence 13648 
acteria; Alphaproteobacteria; Rhizobiales; 
622200 Bacteria_16S 


gi 


1381574 13830 


gi 


Gammaproteobacteria; 


gi 


P9a-h 16S ribosomal RNA, partial sequence 
Firmicutes; 


ammaproteobacteria; Alteromonadales; I 


1572664 1572747 17 


faecalis strain gc 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


strain LMG 21727 
Firmicutes; 


Shewanella. 


622200 Bacteria_16S 


Lactobacillales; 
622200 Bacteria_16S 
decolorationis strain S12 16S ribosomal RNA, partial sequence 
decolorationis Bacteria; 


acteria; Alphaproteobacteria; Rhizobiales; 
622200 Bacteria_16S 


1587970 1588069 1 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococcaceae; 


1608022 1608121 1 
Proteobacteria; 


1846889 1846988 1 


Gammaproteobac 


101 


gi 


livingstonensis strain NF22 16S ribosomal RNA, partial 


livingstonensis Bacteria; 


Shewanella. 


622200 Bacteria_16S 


Proteobacteria; 


1849970 1850069 1 


Gammaproteobacteria; Alteromonadales; 


101 


gi 


haemolytica strain A50-7-3 16S ribosomal RNA, partial s 


haemolytica Bacteria; 


Thermomonas. 


622200 Bacteria_16S 


Proteobacteria; 


1895844 1895943 1 


101 


Gammaproteobacteria; 


gi 


265678335 


265678317 


P 
265678306 


253680760 
Pse 


228720667 


219878346 


Caminicell 

228721465 
sequence 

Xant 


228721140 
13406 
Peptococca 
228719063 
13634 
Ruminococc 
228719040 


Brady 
228717104 


224581439 
sequence 
Xanth 


224581422 


1446932 1448409 Mogiba 
Clostridiales; Clostridiales Family XIII. Incer 
101 gi|219846902|ref|NR_026494.1 
1490749 1492247 Clostr 
Clostridiales; Clostridiaceae; Clostridium. 
101 gi| 219846273 |ref|NR_025863.1 
complete sequence 1510256 151166 
Lactobacillales; Aerococcaceae; Abiotrophia. 
101 gi|219857260|ref|NR_024891.1 
1546665 15481 
diomarinaceae; Idiomarina. 
101 gi| 219857383 |ref|NR_024971.1 
1572032 1573475 Rhodop 
Bradyrhizobiaceae; Rh 
101 gi| 219878486 |ref|NR_025625.1 
92 Enterococcus 

Enterococcus. 
101 gi|219878471|ref|NR_025610.1 
1607365 160881 


219878304 
sequence 


219878302 
equence 


ceae; Desulfitob 


eae; 


omonadales; 


teria; Alteromonadales; 


Xanthomonadales; 


ref |NR_028637.1 
1062699 106423 


Alicyclobacillus 
1 Alicyclobacillus 


; Alicyclobacillus. 


ref|NR_028619.1 


Pseudomonas 


07 1089634 Pseudomonas psychrophila 


seudomonadaceae; 
ref |NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_028008.1 
1144133 114556 
udomonadales; Ps 


ref|NR_027596.1 


Pseudomonas. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Pseudomonas 

1 Pseudomonas 

eudomonadaceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Mitsuokella. 
ref|NR_025485.1 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


a. 
ref|NR_027606.1 
1311542 131304 
homonadales; 


ref |NR_027603.1 
74 1342203 Desulf 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027560.1 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


Xanthomonadaceae; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Nitrobacter 

acter hamburgensis X14 
trobacter. 

Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Idiomarina. 
ref|NR_027221.1 

1428427 142992 
Xant 


ref|NR_027203.1 


sh 


ref |NR_025443.1 
1846218 184771 
s 


ref|NR_025441.1 
1849299 185079 
Xanth 


219878267 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Mogibacterium 
cterium neglectum 


tae Sedis; 


Clostridium 
idium saccharolyticum 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Enterococcus italicus 


italicus Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


ref |NR_025406.1 


Desulfococcus biacutus 


strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfococcus. 


622200 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


622200 Bacteria_16S 
strain 63 16S rib 
G 
622200 Bacteria_16S 


Proteobacteria; 


strain SW-72 16S 
Firmicutes; Bacil 


622200 Bacteria_16S 


strain K9951 16S 
Proteobacteria; 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


622200 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


622200 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


622200 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


622200 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


622200 Bacteria_16S 


strain AN1 16S ri 


frigidicarnis str 
frigidicarnis Bac 


622200 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


622200 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


622200 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


622200 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


622200 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


622200 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


622200 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


622200 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


622200 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


622200 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


622200 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


622200 Bacteria_16S 


G 
622200 Bacteria_16S 


2040045 2040144 1 101 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2092179 2092278 1 101 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
2095277 2095376 1 101 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2187702 2187801 1 101 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2254428 2254527 1 101 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


s 
gi 


gi 


2289663 2289762 1 101 gi 
ridia; Clostridiales; Lachnospiraceae; 
2301561 2301644 17 101 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
2430534 2430633 1 101 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2528898 2528997 1 101 gi 


ammaproteobacteria; Pseudomonadales; P 
2567963 2568046 17 101 gi 
bosomal RNA, partial sequence 


2569445 2569528 17 101 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2572535 2572634 1 101 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2589488 2589587 1 101 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2591067 2591166 1 101 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2592641 2592740 1 101 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2607983 2608082 1 101 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2794851 2794950 1 101 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2846345 2846444 1 101 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2857244 2857343 1 101 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2858783 2858882 1 101 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2860299 2860382 17 101 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2921752 2921851 1 101 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


eq 
co 


he 


io 


ip 
qu 
di 


se 


rh 


se 
di 


1 
os 
cu 


cu 


cu 


ia 
er 


se 
id 
mi 


na 


na 


ar 
ob 


ue 
al 


2933689 2933788 1 101 gi 


219878168 


uence 
ccacea 


219878128 
2091488 20930 


wanell 


219878125 
2094597 20961 


219857607 
2187032 21885 


nellac 


219857563 
ence 22537 
idiales Fa 


219857539 
6S ribosomal RNA, partial sequence 2288984 22904 
Lachnobac 
219857529 
2300928 2302353 Afipi 


ia. 


219857437 


ence 
ales; 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 


udomon 


219857289 
2567339 25687 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
622200 Bacteria_16S 


izobia 


219857288 


quence 
ales; 


219857286 


sequen 
tridia 


219857275 


258 
s 


219857274 


259 
s. 


219857273 


259 
s 


219857263 


1 sequ 
ia; Oc 


219857120 


quence 
iales; 


219856893 


284 
ly XII 


219856886 


285 
dales; 


219856885 


285 
dales; 


219856884 


tial s 
acteri 


219856842 


nce 


es; Eu 


219856834 


jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacterium. 


NR_025307.1 
2039358 204086 
osicoccus. 
NR_025267.1 


e; 
ref 


Shewanella. 
NR_025264.1 


aceae; 


ref 


ref|NR_025196.1 


eae; Legionella. 
ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 
ref|NR_025127.1 
teri 
ref 
a bi 


um. 
NR_025117.1 
rgiae Bacter 


ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref |NR_024946.1 


Ru 


adacea 


ref 


e; Pseudomon 
NR_024920.1 
ceae; Nitrobacter. 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref|NR_024906.1 
00 2590328 Entero 


foal 


ce 
le 


88 


ref|NR_024905.1 
0379 2591887 Entero 
ref |NR_024904.1 
1938 2593451 Entero 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024748.1 
2794179 279557 
lostridiaceae; A 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024661.1 
2921059 292256 
cteriaceae; Euba 


en 


ea 


Cc 


56 
I. 


65 
xX 


81 
P 


eq 
a; 


ba 


Dolosicoccus 
7 Dolosicoccus 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Papillibacter 
9 Papillibacter 
apillibacter. 
Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Clostridium 
8 Clostridium 
ostridium. 
Clostridium 
7 Clostridium 
e; Clostridium. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Alkaliphilus 
1 Alkaliphilus 
lkaliphilus. 
Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Eubacterium 
6 Eubacterium 
cterium. 


ref |NR_024653.1 
2933018 293448 


Marinobacterium 
0 Marinobacterium 


ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATAGTAGGAATCCTGCAGAGATGCGGGA 
GTGCCTTCGGGAATCTACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTAGTTAC 
CAGCACCTCGGGTGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTG 
CTACAATGGTAGGTACAAAGGGTTGCTACACAGCGATGTGATGCCAATCTCAAAAAGCCTATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGG 
AATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATCTCACCAGAAGTGGGTAGC 
CTAACGCAAGAGGGCGCTCACCACGGTGGGGTCGATGACTGGGACGAAGTCGTAACCAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGCGTGCCTAATACATGCAAGTCGAGCGCAACTTCTTATACCGAACCTTCGGGTTCACTTTAAGAGTTGAGCGGCGGACGGGTGAGTAACACGTAGGC 
AACCTACCCTTAAGACTGGGATAACTACGGGAAACCGTGGCTAATACCGGATAATACCGAACCTCAAAAGAGGCTTGATTGAAAGGTGGATTTTCTGCCACTTAA 
GGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAGTAGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTGTGATGAAGGATTTCGGTTCGTAAAGCA 
CTGTTGTTAAGGAAGAATAGTAGTAAGAGTAACTGTTTACTACGTGACGGTACTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGCAAGATTAGTCTGATGTGAAATCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTG 
TCTTGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAAC 
TGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGT 
GCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTCTGACAGCGATAGAGATATCGTCTCCCTTCGGGGCAGAGAGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAACTTTAGTTGCCATCATTTAGTTGGGCACTCTAGAGTGACTGCCGGTGACAAAC 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAGGT TACAAAGGGCAGCGAAGTCGTGAGGCCAA 
GCGAATCCCATAAAACTGTTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGT 
TCCCGGGTCTTGTACACACCGCCCGTCACACCACGAAAGTTGGTAACACCTGAAGCCGGTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGA 
AACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAAYGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCC 
CAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCG 
GGGAGGAAGGTGTTGTGGTTAATAACCGCAGCAATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGC 
GTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTGG 
AGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCA 
GGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTA 
ACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAA 
CGCGAAGAACCTTACCTGGTCTTGACATCCACAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGC TACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTC 
ATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAG 
TCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATCACCTCCTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCA 
GGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGAAATATTAGAACAAGACTTCGGTCTAGTGAAAAGATGGAGAGCGGCGGACGGGTGAGTAAC 
GCGTAGGCAACCTGCCTCATACAGAGGGATAGCCTCGGGAAACCGGGATTAAAACCTCATAATGCGAGAATTTCACATGAGATTATCGCCAAAGATTTATCGGTA 
TGAGATGGGCCTGCGTCTGATTAGTTAGTTGGTGGGGTAACGGCCTACCAAGGCAACGATCAGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGAACTGAGAC 
ACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGCCTTTGGGTCGTAAAG 
TTCTGTCCTTGGGGAAGAAAAAAATGACGGTACCCATGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAA 
TTATTGGGCGTAAAGAGTGCGTAGGTGGTTTCATAAGCGCGGGGTGAAAGGCAATGGCTCAACCATTGTAAGCCTTGCGAACTGTGGAACTTGAGTGCAGGAGAG 
GAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGCACTAGGTGTCGGGGTCGCGAGACTTCGGTGCCGCAGTTAACGCATTAAGTGC 
TCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCAGGGCTTGACATCCCCTCTACAGACTCTTAACCGAGTTTTTCTTCGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCAGCATTTAAGGTGGGCACTCTAGTGAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCTGGTACAGAGAGAAGCGAGATCGCGAGGTGGAGCAAATCTCCAAAACCAGTCCCAG 
TTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCG 
TCACACCATGGAAGTTGGGGGCGCCCGAAGTTGGTCAGATAATAGACTGCCTAAGGCGAAACCAATGACTAGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAG 
GTGCGGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGGACAAACGCTGGCGGCGTGCCTAA 
CACATGCAAGTCGAACGGAAATATTAGAGGAAGCTTGCGAATCTAATATTTTAGTGGCGGACGGGTGAGTAACGCGTGGATAATCTGCCCATAAGTGGGGAACAA 
CAGTTGGAAACGACTGCTAATACCGCATAAGCTTAAGACCCCGAAGGGGGAGTTAAGAAAAGACGGCCTCTGAAAATGCTGTCGCTTATGGATGAGTCCGCGTCT 
GATTAGCTAGTTGGCAGAGTAAAAGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAACTCTGTTTTAAGGGACGA 
AAGATATGTATAGTAACTGATATGTATAAGACGGTACCTTAAGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCC 
GGAATTACTGGGCGTAAAGAGCACGTAGGCGGATATTTAAGTCTGATGTGAAAGACCGGGGCTCAACCCCGGGGTTGCATAAGAAACTGGATATCTTGAGGGCAG 
GAGAGGACAGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGAAATCAGGAGGAATACCGGTGGCGAAGGCGACTGTCTGGACTGACCCTGACGCTGAGGTGCGA 
AAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTGGGAGGTATCGACCCCTTCCGTGCCGCAGCAAACGCAA 
TAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGGA 
GAACCTTACCAGGTCTTGCACTCCAAAGAATCATTACGAAAGTAGTGAGTGCCTTCGGGAGCTTTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCCTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTATTAGTTGCTAACAGGAGAGCTGAGCACTCTAATGGGACTGCCGGTGACAAGCCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCTTTATGATGTGGGCTACACACGTGCTACAATGGATGGTACAAAGAGGAGCGAGGCCGTGAGGCGGAGCAAATCTCAAAAAG 
CCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAAAGTCGGCAACACCCGAAGCCGGTGAGCTAACAAGCAATTGAGGCAGCCGTCGAAGGTGGGGTTGGTAACNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATNNTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCG 
GGGTTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTGTCCATGGGTGGGGGATAACCTTGGGAAACCGAGGCTAATACCGCATGACACCTGAGGGTCAAAGGC 
GCAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTC 
GGATTGTAAAGCACTTTCAGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTT 
GCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTGTTACAGTCAGATGTGAAATTCCCGGGCTTAACCTGGGGGCTGCATTTGATACGTGGCGACTAGAGT 
GTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGC 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTGGCTTGGCCATTCAGTGTCGTAGTTAACG 
CGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 


622200 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillales; 
622200 Bacteria_16S 


caldus strain KU 
Proteobacteria; G 
raffinosus strain 
raffinosus Bacter 


622200 Bacteria_16S 
somal RNA, partial sequence 3031628 3033115 Clost 
Clostridiaceae; 


strain 7 16S ribo 
Clostridia; Clost 


622200 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


622200 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


622200 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


2997448 2997547 1 


3024716 3024815 1 


Firmicutes; 
3032298 3032397 1 


ia; 
ridiales; 
3035362 3035445 17 


ridia; Clostridiales; 
3049123 3049222 1 


tes; 
3101715 3101814 1 


622200 Bacteria_16S 3154447 3154546 1 


orientis strain D 
Bacteria; Firmicu 


622200 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


622200 Bacteria_16S 
DSM 4024 16S ribosomal RNA, partial sequence 
Clostridia; 


guttoideum strain 
guttoideum Bacter 


622200 Bacteria_16S 


strain LMG 8678 1 
Proteobacteria; G 


622200 Bacteria_16S 


strain LMG 947 16 
Proteobacteria; G 


622200 Bacteria_16S 


strain LMG 673 16 
Proteobacteria; G 


622200 Bacteria_16S 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


622200 Bacteria_16S 


strain LMG 733 16 
Proteobacteria; G 


622200 Bacteria_16S 


strain LMG 847 16 
Proteobacteria; G 


622200 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; G 


strain WV6 16S ri 
Firmicutes; Clost 


622200 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


622200 Bacteria_16S 
6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; Xanthomonad 


strain LMG 5743 1 
Proteobacteria; G 


622200 Bacteria_16S 


strain LMG 538 16 
Proteobacteria; G 


strain B 16S ribo 
Clostridia; Clost 


622200 Bacteria_16S 
ain DSM 10703 16S ribosomal RNA, partial 
Clostridia; 


acetireducens str 


acetireducens Bacteria; 
622200 Bacteria_16S 
DSM 316 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridia; Clost 


Firmicutes; 
3183361 3183460 1 


ia; 


ammaproteobacteria; 
3184913 3185012 1 


ammaproteobacteria; 
3186465 3186564 1 


ammaproteobacteria; 
3188017 3188116 1 
n LMG 9 
ria; Proteobacteria; 


3191121 31912201 


ammaproteobacteria; 
3192673 3192772 1 


ammaproteobacteria; 
3195775 3195874 1 


3293944 3294043 1 


3301589 3301688 1 


ridiales; Blautia. 
3483111 3483194 17 


Firmicutes; 
3531718 3531801 17 


ridiales; 


622200 Bacteria_16S 
strain DSM 286 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


3533164 3533247 17 


Clostridiales; 


1789-79 16S ribosomal RNA, partial sequence 
Lactobacillales; 


bosomal RNA, partial sequence 


Enterococcaceae 

101 gi|219846901 
Clostridium. 

101 gi| 219846899 

3034695 30361 

Clostridiaceae; Clostridiu 

101 gi| 219846889 

30484 


16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; Tindallia. 
101 gi|219846819 
SM 765 16S ribosomal RNA, partial sequence 31537 
tes; Clostridia; Clostridiales; Peptococcaceae; 
3156035 3156134 1 101 gi| 219846818 
n DSM 6115 16S ribosomal RNA, partial sequence 
115 Bacteria; Firmicutes; Clostridia; Clostridia 
3157625 3157724 1 101 gi| 219846817 


6S ribosomal RNA, partial sequence 3182688 31841 


S ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


Xanthomonadales; Xanthomonad 
101 gi|219846798 

3184240 31857 
Xanthomonadales; Xanthomonad 
101 gi|219846797 

3185792 31872 
Xanthomonadales; Xanthomonad 
101 gi|219846796 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


S ribosomal RNA, partial sequence 


101 gi|219846794 

3190448 31919 
Xanthomonadales; Xanthomonad 
101 gi| 219846793 

3192000 31935 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
622200 Bacteria_16S 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
622200 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


101 gi|219846925 


Acidith 


101 gi|219846907 


Lactobacillales; Aerococcaceae; Eremococcus. 


101 gi| 219846854 


3101054 31025 


Clostridiales; Lachn 
101 gi|219846799 


Xanthomonad 
gi|219846791 
3195102 31966 


101 


3248647 3248730 17 101 gi|219846755|ref|NR_026347.1 
bosomal RNA, partial sequence 3247999 32493 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3284805 3284904 1 101 gi|219846731|ref|NR_026323.1 
6S ribosomal RNA, partial sequence 3284145 32856 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3289315 3289414 1 101 gi|219846728|ref|NR_026320.1 


101 gi| 219846725 


3293271 32947 
101 


gi|219846720 


Xanthomonadales; 


aceae; 


aceae; 


ref|NR_026517.1 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 


iobacillaceae; 
ref |NR_026499.1 

3024035 302545 
; Enterococcus. 
ref |NR_026493.1 
ridium indolis B 


ref|NR_026491.1 


9 


acteria; 


Acidithiobacillus. 


Enterococcus 
Enterococcus 


Clostridium indolis 
Firmicutes; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


m. 
ref|NR_026481.1 
54 3049838 Eremoc 


ref|NR_026446.1 


Eremococcus coleocola 


occus coleocola 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref|NR_026410.1 

3155325 315690 
les; Peptococcac 
ref|NR_026409.1 

3156952 315844 
ospiraceae. 
ref |NR_026391.1 


1 


6 


eae; 


Desulfosporosinus 


osporosinus orientis 
s. 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Desulfotomaculum 
Desulfotomaculum 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


aceae; Xanthomon 
ref|NR_026390.1 


as. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


aceae; Xanthomon 
ref|NR_026389.1 


as. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


aceae; Xanthomon 
ref|NR_026388.1 
187344 318884 
Xanth 


Ww 


ref|NR_026386.1 


5 


as. 


Xanthomonas 
Xanthomonas 


omonadaceae; 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


aceae; Xanthomon 
ref|NR_026385.1 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


aceae; Xanthomon 
ref|NR_026383.1 


as. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


aceae; Xanthomon 


as. 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


Xanthomon 


ref |NR_026317.1 


as. 


Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


Xanthomon 


ref|NR_026312.1 


ia schinkii Bacteria; 


as. 


Blautia schinkii 
Firmicutes; 


101 gi| 219846587 |ref|NR_026179.1| Clostridium 
sequence 3482431 3483932 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
101 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Sarcina. 
101 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 


Sarcina. 


3532506 3533966 Sarcina ventriculi Bacteria; 
Clostridiaceae; 


622200 Bacteria_16S 
cellobioparum str 


cellobioparum Bac 


622200 Bacteria_16S 
strain 743A 16S r 
Clost 
622200 Bacteria_16S 
celerecrescens st 
celerecrescens Bacteria; 
622200 Bacteria_16S 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; 


Firmicutes; 


succiniciproducen 
succiniciproducen 
Anaerobiospirillum 


622200 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


622200 Bacteria_16S 
train Co23 16S ribosomal RNA, partial 


chlororespirans s 
chlororespirans B 


622200 Bacteria_16S 
train ST90 16S ribosomal RNA, partial 


thermocisternum s 
thermocisternum B 


622200 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 


Thermodesulforhabdus. 
622200 Bacteria_16S 


flavefaciens stra 
Bacteria; 


oligotrophica str 
oligotrophica Bac 


strain R22 16S ri 
Proteobacteria; G 


622200 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


622200 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; Clost 


622200 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


622200 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


622200 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


622200 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


622200 Bacteria_16S 


strain EC-1 16S r 


Proteobacteria; 


Gammaproteob 


al sequenc 


acteria; 


e 3633011 36344 
Aeromonadales; 


7 


3594364 3594463 1 101 gi|219846512|ref|NR_026104.1| Clostridium 
ain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3595902 3596001 1 101 gi|219846511|ref|NR_026103.1| Clostridium populeti 
ibosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3598983 3599082 1 101 gi|219846508|ref|NR_026100.1| Clostridium 
rain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3633640 3633739 1 101 gi|219846483|ref|NR_026075.1| Anaerobiospirillum 


8 Anaerobiospirillum 
Succinivibrionaceae; 


Firmicutes; 
622200 Bacteria_16S 


3659652 36597511 101 
teria; Proteobacteria; 
3685496 3685595 1 101 
acteria; Firmicutes; Clostridia; 
3764698 3764797 1 101 


acteria; Firmicutes; Clostridia; 
3776711 3776810 1 101 
A8444 16S ribosomal RNA, partial 
acteria; Deltaproteobacteria; 
3831375 3831474 1 101 
Clostridia; Clostridiales; 
3912182 3912265 17 101 


4010281 4010380 1 101 
bosomal RNA, partial sequence 


4020847 4020946 1 101 


4025351 4025450 1 101 


ridia; Clostridiales; 
4135858 4135957 1 
rain MQ 
cteria; Tenericutes; Mollicutes; 
4146818 4146917 1 101 
ain PUP 
teria; Tenericutes; Mollicutes; 
4149948 4150047 1 101 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4154497 4154596 1 

ribosomal RNA, partial sequence 
icutes; 
4156062 41561611 
ibosoma 


101 


1 RNA, partial sequence 


ain ICP1 16S ribosomal RNA, partial sequence 


219846465 Shewanella 


5 Shewanella 


gi ref|NR_026057.1 


3658961 366046 


Gammaproteobact 


Syntrophob 
in C94 16S ribosomal RNA, partial sequence 38307 
Ruminococcaceae; 
ain S58 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacter 
622200 Bacteria_16S 
ammaproteobacteria; Alteromonadales; 
SW-145 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteri 
6S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 
-4 16S ribosomal RNA, partial s 


-1 16S ribosomal RNA, partial s 
Entomopl 


Entomoplasmatales; Spiroplasmataceae; 


eria; Alte 
219846447 
sequence 
ridiales; 
219846388 
sequence 
ridiales; 
219846379 
nce 37759 
acterale 


gi ref 
Clost 
gi ref 
Clost 
gi 
seque 


ref 


s; S 


219846341|ref 


gi 


219846286|ref 


gi 


obia 
ref 


ia; Rhiz 
gi|219846216 
4009610 40110 

Idiomarinac 
gi|219846209 


eae; 
ref 


a; 


219846206 |ref 


gi 
Clostridium. 
219846123|ref 
equence 
Entomoplasmatal 
gi| 219846116 
equence 
asmatale 
gi| 219846114 
4149264 41507 


gi 


rs 


es; 
ref 

4 
s; S 
ref 


romo 


3684807 36863 
Peptococcaceae; 


3764125 37655 
Peptococcaceae; 


3911550 39128 


4020178 40216 
Alteromonadales; 


135174 41366 


146134 41476 


nadales; 
NR_026038.1 
1 


NR_025979.1 
1 


NR_025970.1 


NR_025931.1 


NR_025876.1 
5 
les; Bradyrh 
NR_025806.1 


Idiomarina 
NR_025799.1 
7 
Altero: 


NR_025796.1 


NR_025713.1 
8 
Spiroplasmat 
NR_025706.1 
4 
piroplasmata 
NR_025704.1 


Shewanellaceae; 


Shewanella. 
Desulfitobacterium 

3 Desulfitobacterium 

Desulfitobacterium. 
Desulfotomaculum 

6 Desulfotomaculum 

Desulfotomaculum. 

Thermodesulforhabdus 


78 3777536 Thermodesulforhabdus norvegica 
yntrophobacteraceae; 


Ruminococcus 


35 3832122 Ruminococcus flavefaciens 
Ruminococcus. 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasmataceae; Spiroplasma. 
101 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
4153813 4155327 Spiroplasma culicicola Bacteria; 
Spiroplasma. 
104 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
4155378 4156893 Spiroplasma corruscae Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

622200 Bacteria_16S 4159194 4159293 1 101 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

622200 Bacteria_16S 4183636 4183735 1 101 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
622200 Bacteria_16S 4223036 4223119 17 101 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

622200 Bacteria_16S 4230585 4230684 1 101 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. 


Clostridiales; Pe 


ptococcaceae; Desulfotomaculum. 


622200 Bacteria_16S 


102126 102212 14 101 


265678995 | ref 


gi 


thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


NR_029303.1 


Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 


thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 


622200 Bacteria_16S 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial s 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacte 


Pelobacter. 


622200 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


622200 Bacteria_16S 


borstelensis stra 


borstelensis Bacteria; 
622200 Bacteria_16S 


contaminans strai 


contaminans Bacteria; 
622200 Bacteria_16S 


strain IDA1967 16 


Firmicutes; 


622200 Bacteria_16S 


Bacil 


199688 199774 14 101 


321403 321489 14 101 
strain DKP 16S ribosomal RNA, 
Bacteria; Firmicutes; 
347642 347728 14 101 
Firmicutes; Bacillales; 
526315 526401 14 101 


Firmicutes; Bacillales; 
532371 532457 14 101 
lales; Bacillaceae; Bacillus. 
678153 678239 14 101 


strain SCII24 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
622200 Bacteria_16S 
grignonense strain OgA9a 16S ribosomal RNA, partial seq 
grignonense Bacteria; Proteobacteria; Alphaproteobacter 
622200 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


622200 Bacteria_16S 


strain MOL361 16S 


Firmicutes; 


Erysi 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


622200 Bacteria_16S 


mexicanus strain 


Bacteria; 


Proteob 
622200 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; 


622200 Bacteria_16S 


D 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


622200 Bacteria_16S 


oceanense strain 


Bacteria; 


Proteob 
622200 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


622200 Bacteria_16S 


strain JCM 21370 


strain NAFOO1 16S 


Firmicutes; 


622200 Bacteria_16S 


Bacil 


metallireducens s 
metallireducens B 


622200 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


622200 Bacteria_16S 


ayderensis strain 


Bacteria; 


Firmicu 
622200 Bacteria_16S 


R-16300 16S ribos 


Bacillales; 


622200 Bacteria_16S 
R-15447 16S ribosomal RNA, partial sequence 


Bacillales; 


Bacil 


Bacil 


679598 679684 14 101 


688595 688693 2 101 


eria; Proteobacteria; 
798887 798973 14 101 
ribosomal RNA, partial sequence 


853529 853627 2 101 


eria; Proteobacteria; 


858225 858323 2 101 


859792 859878 14 
osomal RNA, partial sequence 


101 


906839 906937 2 101 
ain S'pore Tl 16S ribosomal RNA, 
teria; Proteobacteria; 


923957 924055 2 101 
ASv26 16S ribosomal RNA, partial 


957965 958051 14 101 


s Bacteria; Firmicutes; 


1070834 1070932 2 101 


1081170 1081256 14 101 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1244613 1244699 14 101 


acteria; Firmicutes; Clostridia; 
1255036 1255122 14 101 


Firmicutes; Bacillales; 
1554812 1554898 14 101 
ABO4 16S ribosomal RNA, partial 


ria; 


1636702 1636788 14 
omal RNA, partial sequence 
laceae; Bacillus. 

1638193 1638279 14 


101 


101 


laceae; Bacillus. 


partial 
Bacillales; 


in Logan B4029 16S ribosomal RNA, part 
Paenibac 


n R-16222 16S ribosomal RNA, partial s 
Bacillace 


S ribosomal RNA, partial sequence 


in NZva20 16S ribosomal RNA, partial s 
Deltaproteobacte 


Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 


Deltaproteobact 


acteria; Deltaproteobacteria; Desulfob 


s strain $1812 16S ribosomal RNA, part 
Bacillales; 


train 853-15 16S ribosomal RNA, partia 


n DSM 6472 16S ribosomal RNA, partial 
Paenibaci 


tes; Bacillales; Bacillaceae; Anoxybac 


gi 


gi 
Bac 
gi 


gi 


gi 


531745 53318 


gi 


677507 67890 


Bruce 
gi 


gi 


gi 


798207 79971 
pelotrichi; Erysipelotrichales; Erysip 
622200 Bacteria_16S 
in Mb1Pa 16S ribosomal RNA, partial se 
Deltaproteobacte 


gi 


gi 


gi 


859076 86059 
eltaproteobacteria; Desulfuromonadales 


gi 
parti 


gi 
seque 
gi 


Ba 
gi 


16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
622200 Bacteria_16S 


gi 


1080469 10819 


gi 
Clost 

gi 

gi 
seque 


gi 


1636012 1637452 Bacil 


265678930 
equence 
ria; Desul 


265678846 
sequence 
illaceae; 
265678826 
ial sequen 
illaceae; 
265678701 
equence 
ae; Anoxyb 
265678697 


265678597 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678590 
equence 
ria; Desul 
265678513 


elotrichac 
265678477 
quence 

ria; Desul 


265678473 
ce 85752 
ibrionales 
265678472 


; Geobacte 
265678440 
al sequenc 
eria; Desu 


265678429 
nce 92324 
acterales; 
265678406 
ial sequen 
cillaceae; 
265678330 


Rhodospiri 
265678322 


219857537 
1 sequence 
ridiales; 
219857194 
sequence 
llaceae; B 
219857209 
nce 15541 
illus. 
219878452 


219878451 


gi 


ref|NR_029238.1 
198985 200521 


Pelobacter 
Pelobacter 


furomonadales; Pelobacteraceae; 

ref|NR_029151.1| Bacillus 
320691 322234 Bacillus 

Bacillus. 

ref|NR_029131.1| Brevibacillus 

ce 346943 348361 Brevibacillus 

Brevibacillus. 

ref|NR_029006.1| Anoxybacillus 
525601 527141 Anoxybacillus 

acillus. 

ref|NR_029002.1| Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 
chrobactrum. 
ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028895.1| Desulfobacterium 

687908 689408 Desulfobacterium 
fobacterales; Desulfobulbaceae. 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_028780.1] Desulforegula 

852834 854357 Desulforegula 
fobacterales; Desulfobacteraceae; 
ref|NR_028776.1| Desulfovibrio 


6 859025 Desulfovibrio mexicanus 
; Desulfovibrionaceae; 
ref|NR_028775.1 
6 Geobacter thiogenes Bacteria; 


raceae; Geobacter. 
ref|NR_028742.1] Desulforhopalus 
e 906169 907666 Desulforhopalus 


lfobacterales; Desulfobulbaceae; 
ref|NR_028731.1| Desulfofrigus 
9 924771 Desulfofrigus oceanense 


ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref |NR_028632.1 
36 Tistrella mobilis Bacteria; 
llaceae; Tistrella. 

ref|NR_028624.1 
98 Bacillus funiculus Bacteria; 


Geobacillus 
Geobacillus 


ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_024837.1 


Brevibacillus 
5 Brevibacillus 


Anoxybacillus 


ref 
lus 


NR_025591.1 


soli Bacteria; Firmicutes; 


ref 


NR_025590.1 
Firmicutes; 


Desulfovibrio. 
Geobacter thiogenes 


Desulfobacteraceae; Desulfofrigus. 


Tistrella mobilis 


Bacillus funiculus 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 


24 1555535 Anoxybacillus ayderensis 


Bacillus soli strain 


Bacillus vireti strain 
1637503 1638932 Bacillus vireti Bacteria; 


622200 Bacteria_16S 
gallinifaecis str 


gallinifaecis Bac 


622200 Bacteria_16S 
macmurdoensis str 


macmurdoensis Bac 


622200 Bacteria_16S 
alexandrii strain 
alexandrii Bacter 
622200 Bacteria_16S 
norvegicum strain 
norvegicum Bacter 


Desulfomicrobium. 


622200 Bacteria_16S 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 19464 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 1977463 1977561 2 101 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
622200 Bacteria_16S 1986887 1986985 2 101 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

622200 Bacteria_16S 2163325 2163423 2 101 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

622200 Bacteria_16S 2262187 2262270 2 85 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

622200 Bacteria_16S 2266840 2266926 14 101 gi|219857555|ref|NR_025143.1| Geobacillus toebii 


strain SK-1 16S r 
Firmicutes; Bacil 


622200 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


622200 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


622200 Bacteria_16S 
16S ribosomal RNA, partial sequence 2615060 26165 
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Firmicutes; Clost 


622200 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


622200 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


622200 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


622200 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


622200 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


622200 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


622200 Bacteria_16S 
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1945700 1945786 14 101 gi 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
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ea 
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Ss 


ia 


, 


ho 
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er 
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219878317 
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219878231 
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2398560 2398646 14 101 gi|219857461|ref|NR_025049.1 
SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporos 
tes; Bacillales; Planococcaceae; Sporosarcina. 
2615754 2615840 14 101 gi| 219857255 |ref|NR_024886.1 
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219856876 


6S ribosomal RNA, partial sequence 2872057 28735 


219846924 
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219846898 
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622200 Bacteria_16S 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 


3151354 3151452 2 101 gi 


219846821 


sporosarcina. 


Hyphomonadaceae; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Sporosarcina 
6 Paenisporosarcina 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Sporosarcina 
arcina aquimarina 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Anoxybacillus 
1 Anoxybacillus 


Alicyclobacillus 
lobacillus herbarius 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Brevibacillus 
acillus thermoruber 


Clostridium 
4 Clostridium 
lostridium. 
Clostridium 
6 Clostridium 
stridium. 

Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 


ref 
3 


NR_026413.1 
150676 315218 


Desulfovibrio 
4 Desulfovibrio 


intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 

622200 Bacteria_16S 3238076 3238174 2 101 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 

622200 Bacteria_16S 3277222 3277308 14 101 gi|219846736|ref|NR_026328.1| Acetobacterium 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

622200 Bacteria_16S 3597443 3597529 14 101 gi|219846509|ref|NR_026101.1| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

622200 Bacteria_16S 3632189 3632275 14 101 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
strain Dfrl 16S ribosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

622200 Bacteria_16S 3683946 3684032 14 101 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

622200 Bacteria_16S 3773632 3773718 14 101 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
622200 Bacteria_16S 3940709 3940795 14 101 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

622200 Bacteria_16S 3970426 3970524 2 101 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
622200 Bacteria_16S 3993802 3993888 14 101 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

622200 Bacteria_16S 4048273 4048331 42 101 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

622200 Bacteria_16S 4198741 4198827 14 101 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

622200 Bacteria_16S 74963 75012 51 101 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

622200 Bacteria_16S 423583 423682 1 101 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 1861966 1862051 15 101 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

622200 Bacteria_16S 2337819 2337918 1 101 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

622200 Bacteria_16S 2740915 2741000 15 10d gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

622200 Bacteria_16S 3160678 3160763 15 101 gi|219846815|ref|NR_026407.1| Desulfuromonas 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
622200 Bacteria_16S 3189569 3189668 1 101 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

622200 Bacteria_16S 417452 417552 1 191 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
622200 Bacteria_16S 1011559 1011658 1 101 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

622200 Bacteria_16S 1524444 1524544 1 102 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

622200 Bacteria_16S 2013074 2013158 16 101 gi| 219878187 |ref|NR_025326.1| Hyphomonas 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
622200 Bacteria_16S 2014534 2014618 16 101 gi|219878186|ref|NR_025325.1| Hyphomonas polymorpha 


strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


622200 Bacteria_16S 
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622200 Bacteria_16S 
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2429067 2429166 1 101 gi 
n DSM 3223 16S ribosomal RNA, partial 

ria; Firmicutes; Clostridia; Clostridi 
2536473 2536557 16 101 gi 
ribosomal RNA, partial sequence 
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ococcaceae; Desu 
ref|NR_024941.1 
; Hyphomona 
NR_024939.1 
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ceae 
ref 
; Hyphomonas 
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ref|NR_026318.1 

acea 
ref 


e; Xanthomon 
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aulobacteraceae; 
ref|NR_029109.1 

375101 376646 
Paenibacillus. 
ref |NR_029097.1 
6 394999 Oribac 
ium. 
ref|NR_029071.1 
6 433742 Paenib 
ref|NR_029070.1 
eae; Shewanella 
ref|NR_029050.1 

458401 459808 


Tindallia 

3 Tindallia 

indallia. 
Desulfotomaculum 

8 Desulfotomaculum 

1lfotomaculum. 
Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
s. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
sulfotomacul 


Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Clostridium viride 


86 Clostridium viride Bacteria; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 

Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 

Chlorobaculum 

Chlorobaculum 
orobaculum. 

Pseudomonas 

Pseudomonas 
seudomonadaceae; 


Listeria innocua 


Listeria innocua Bacteria; 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Clostridium nexile DSM 
M 1787 Bacteria; 


, 


Moorella 
333194 Moorella 
moanaerobacteraceae; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Paenibacillus 
Paenibacillus 


Oribacterium sinus 
terium sinus Bacteria; 


Paenibacillus 
acillus favisporus 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Pseudomonas 
Pseudomonas 


palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
622200 Bacteria_16S 
strain DLE411J 16 
Proteobacteria; G 
622200 Bacteria_16S 
phoeniculicola st 
phoeniculicola Ba 
622200 Bacteria_16S 
strain R65 16S ri 


471131 471230 1 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


474284 474383 1 


Firmicutes; 
492700 492799 1 


bosomal RNA, partial sequence 


rain JLB-1 16S ribosomal RNA, partial 
cteria; 


492024 49353 


101 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
470446 471990 Pseudomonas lini Bacteria; 
seudomonadaceae; Pseudomonas. 
101 gi|265678735|ref|NR_029040.1| Enterococcus 
sequence 473588 475066 Enterococcus 
Lactobacillales; Enterococcaceae; Enterococcus. 
101 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 


5 Marinobacter sediminum Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

622200 Bacteria_16S 511087 511186 1 101 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

622200 Bacteria_16S 558410 558509 1 101 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

622200 Bacteria_16S 590022 590105 17 101 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 632530 632629 1 101 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

622200 Bacteria_16S 640211 640310 1 101 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

622200 Bacteria_16S 671980 672079 1 101 gi|265678601|ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

622200 Bacteria_16S 706448 706547 1 101 gi| 265678578 |ref|NR_028883.1| Dorea longicatena 
strain 111-35 16S ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

622200 Bacteria_16S 763508 763607 1 101 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

622200 Bacteria_16S 785099 785198 1 101 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

622200 Bacteria_16S 821726 821825 1 101 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

622200 Bacteria_16S 824862 824945 17 101 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

622200 Bacteria_16S 826364 826447 17 101 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; Proteobacteria; 


Alphaproteobacter 
622200 Bacteria_16S 
microaerophilum s 
microaerophilum B 
Propionibacteriac 
622200 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 
622200 Bacteria_16S 
siderophilus stra 
siderophilus Bacteria; 
Thermoanaerobacter. 

622200 Bacteria_16S 

strain RE35F/1 16 


622200 Bacteria_16S 
strain BT-H1 16S 

Firmicutes; Clost 
622200 Bacteria_16S 


ribosomal RNA, 
ridia; 


855090 855170 5 


902231 902330 1 

Proteobacteria; 
905243 905342 1 
Firmicutes; 


908347 908430 17 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


939310 939409 1 


Clostridiales; 
961009 961108 1 


complete sequence 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 


85 gi 


train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 


101 gi 


ain ALJD 16S ribosomal RNA, partial se 
teria; 


Gammaproteobact 


101 gi 


in SR4 16S ribosomal RNA, partial sequ 
Clostridia; 


Thermoan 


101 gi 


101 gi 


101 gi 


strain CIP 104663 16S ribosomal RNA, complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


622200 Bacteria_16S 


1058815 1058914 1 


101 gi 


907717 90916 
Sphingomonadales; 


938639 94015 
Heliobacteriacea 


sea. 
265678475 
equence 

dae; Actin 


265678443 
quence 
eria; 


265678441 
ence 90455 
aerobacter 


265678439 


Erythrobac 
265678419 


e; Heliore 
265678404 

96032 
seudomonad 


Chromati 


, 


ref|NR_028778.1 
854408 855931 
omycetales; Prop 


ref|NR_028745.1 
901557 903021 
ales; Ectoth 


ref|NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


, 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028721.1 


stis. 

ref|NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 


265678338 


desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 


desulfuricans Bacteria; 


Deferribacteres; 


Deferribactera 


les; Defer 


ref |NR_028640.1 
1058138 105957 
ribacteraceae; D 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Deferribacter 

3 Deferribacter 
eferribacter. 


622200 Bacteria_16S 1075270 1075365 5 101 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

622200 Bacteria_16S 1084134 1084217 17 101 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

622200 Bacteria_16S 1087230 1087329 1 101 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 


1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 
Bacillales; Bacillaceae; Bacillus. 
622200 Bacteria_16S 1237054 1237153 1 101 gi|219878251 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 12363 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
622200 Bacteria_16S 1271680 1271779 1 101 gi| 219846399 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desul 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 
622200 Bacteria_16S 1292580 1292679 1 101 gi|228716433|ref|NR_027551.1 


hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 129190 


ria; Firmicutes; 
Parasporobacterium 

92 1237878 Parasporobacterium paucivorans 
Parasporobacterium. 

ref|NR_025990.1| Desulfonema magnum DSM 
fonema magnum Bacteria; Proteobacteria; 


ref |NR_025390.1 


Marinobacter 
4 1293412 Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 
622200 Bacteria_16S 1415217 1415316 1 101 gi| 224581448 |ref|NR_027230.1| Pseudomonas marginalis 


strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 14160 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
622200 Bacteria_16S 1435258 1435357 1 101 gi 


42 Pseudomonas marginalis Bacteria; 
seudomonadaceae; Pseudomonas. 
224581431|ref|NR_027213.1| Paenibacillus 


antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
622200 Bacteria_16S 1441474 1441573 1 101 gi|224581427|ref|NR_027209.1| Filobacillus 


milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
622200 Bacteria_16S 1506254 1506353 1 101 gi|219846365|ref|NR_025956.1| Thermoanerobacter 


brockii subsp. lactiethylicus strain SEBR 5268 16S ribo 
Thermoanerobacter brockii subsp. lactiethylicus 
Thermoanaerobacterales; Thermoanaerobacteraceae; 


ce 1505601 1507107 
Clostridia; 


somal RNA, partial sequen 
Bacteria; Firmicutes; 
Thermoanaerobacter. 


622200 Bacteria_16S 1518300 1518399 1 101 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

622200 Bacteria_16S 1519812 1519911 1 101 gi|219857617|ref|NR_025206.1| Hespellia porcina 


strain PC80 16S ribosomal RNA, partial sequence 1519166 15206 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
622200 Bacteria_16S 1548841 1548940 1 101 gi| 219857245 |ref|NR_024875.1 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 
622200 Bacteria_16S 1571169 1571268 1 101 gi| 219878156 |ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
622200 Bacteria_16S 1641193 1641292 1 101 gi|219878449|ref|NR_025588.1| Pseudomonas 

proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 

proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

Pseudomonas. 
622200 Bacteria_16S 


14 Hespellia porcina Bacteria; 


Aquabacterium commune 
commune Bacteria; 


1670319 1670418 1 101 gi|219878428|ref|NR_025567.1| Clostridium bolteae 


strain 16351 16S 
Firmicutes; 


strain CFBP 2341 
Proteobacteria; 


Proteobacteria; 
saalensis strain 


Bacteria; 
Sedimentibacter. 


622200 Bacteria_16S 
LMG 19981 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonad 
622200 Bacteria_16S 
strain M577-94 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Proteobacteria; 


Firmicutes; 


Clost 
622200 Bacteria_16S 
auripigmenti stra 
auripigmenti Bacteria; 
622200 Bacteria_16S 


Firmicutes; 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridi 
1693083 1693182 1 101 


Firmicutes; Clostridia; C 


1694635 1694734 1 101 


1696179 1696278 1 101 


Gammaproteobacteria; Pseudomonadales; P 
622200 Bacteria_16S 


1767716 1767815 1 101 
ZF2 16S ribosomal RNA, partial 
Clostridia; Clostridiales; 


1814770 1814869 1 101 


1843873 1843972 1 101 


Carnobacteriaceae; 


in OREX-4 16S ribosomal RNA, partial s 


1669639 16711 
ostridium. 


cl 
219878412 
equence 
iales; 

219878411 


aceae; 
gi 


lostrid 
gi 


16S ribosomal RNA, partial sequence 1693968 16954 
Gammaproteobacteria; Pseudomonadales; P 
622200 Bacteria_16S 
strain TOl 16S ribosomal RNA, partial sequence 


gi|219878410 


1695512 16970 
seudomonadaceae; 


219878359 
e 


gi 
sequenc 
Clostr 


gi|219878326 


1814099 18155 
anthomonadaceae; 


ales; X 


gi| 219878306 


Isobaculum. 


Peptoco 


seudomonadaceae; 


17670 
idiales Family 


36 Clostridium bolteae Bacteria; 


ref|NR_025551.1 


ea Desulfosporosinus 
1692386 169391 


7 Desulfosporosinus 
ccaceae; Desulfosporosinus. 
ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 
05 Pseudomonas tremae Bacteria; 
Pseudomonas. 

ref|NR_025498.1| Sedimentibacter 

74 1768507 Sedimentibacter saalensis 
XI. Incertae Sedis; 


ref|NR_025465.1| Fulvimonas soli strain 
95 Fulvimonas soli Bacteria; 

Fulvimonas. 

NR_025445.1| Isobaculum melis 


ref 


1843183 1844697 Isobaculum melis Bacteria; 


622200 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; 


Methylobacterium. 


622200 Bacteria_16S 


strain m2661/98/1 
Firmicutes; 


Firmicutes; 


Thermomonas. 


622200 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
622200 Bacteria_16S 
strain Ps 9-14 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
622200 Bacteria_16S 


Proteobacteria; 


Lactobacillales; 
622200 Bacteria_16S 
fujisawaense strain DSM 5686 16S ribosomal RNA, 
fujisawaense Bact 


Bacillales; 
622200 Bacteria_16S 

hydrothermalis st 
hydrothermalis Bacteria; 


1857346 1857445 1 101 
Carnobacteriaceae; 
1939454 1939537 17 101 


1960853 1960952 1 101 
Enterococcaceae; 
2047870 2047969 1 101 
complete sequence 

Paenibacillaceae; 
2093730 2093829 1 101 
Proteobacteria; 


2118072 2118155 17 101 
ribosomal RNA, partial sequence 


2143729 2143828 1 101 


2145234 2145333 1 101 


Pseudomonadales; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Lactobacillales; 
622200 Bacteria_16S 
strain KK19 16S ribosomal RNA, 


Vagococcus. 


gi 


219878296 


6S ribosomal RNA, partial sequence 1856650 18581 
Trichococcus. 


219878235 


partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


219878221 
19601 


219878160 


2047168 20487 


Paenibacillus. 


gi 


rain SGM-6 16S ribosomal RNA, partial 
Gammaproteobacteria; 


gi 


219878126 
sequence 
Xan 


219857656 


2117441 21188 


Sphingomonadales; 


gi 


Erythrobac 
219857639 


2143068 21445 


gi 


P 


219857638 


umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 


umsongensis Bacteria; 


Pseudomonas. 


622200 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; 


Proteobacteria; 


2146739 2146838 1 101 


2169509 2169608 1 101 


ribosomal RNA, partial sequence 
Gammaproteobacteria; 
622200 Bacteria_16S 


Pseudomonadales; 


Gammaproteobacteria; 


gi 


Pseudo: 


219857637 


2146078 21475 


gi 


Pseudomonad 


219857622 


pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 
Carnobacteri 


pleistocenium Bacteria; 
622200 Bacteria_16S 


Firmicutes; 


2184621 21847201 101 


Lactobacillales; 


gi 


219857609 


taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 


taiwanensis Bacteria; 
Pseudoxanthomonas. 
622200 Bacteria_16S 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


Bacteria; 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; 


622200 Bacteria_16S 


daejeonensis stra 


daejeonensis Bacteria; 
622200 Bacteria_16S 

n IS04 16S ribosomal RNA, partial sequence 22630 
acteria; Gammaproteobacteria; Oceanospirillales; 
622200 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


strain ACEM 9 16S 
Proteobacteria; G 


strain L2-TR 16S 


Proteobacteria; G 


strain 63287 16S 


622200 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


strain CFML 97-51 
Bacteria; Proteob 


peptidivorans str 
peptidivorans Bac 


622200 Bacteria_16S 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 


Firmicutes; 
622200 Bacteria_16S 


Proteobacteria; 
2186183 2186282 1 101 


Lactobacillales; 
2195254 2195349 5 


101 


2225448 2225547 1 101 


Firmicutes; Bacillales; 
2263739 2263838 1 101 


2294190 2294289 1 101 


2298635 2298734 1 101 
ribosomal RNA, partial sequence 


2300093 2300176 17 101 
ribosomal RNA, partial sequence 


2321421 23215201 101 


2322973 2323072 1 101 


2435132 2435215 17 101 


teria; Firmicutes; Clostridia; 
2441237 2441336 1 101 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
622200 Bacteria_16S 


Gammaproteobacteria; 


gi 


gi 


gi 


gi 


gi 


Xantho: 


219857608 
21855 

Carnoba 

219857602 


ain M712 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


219857582 


in AM141 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


219857557 


219857535 


2293525 22949 


gi 


hewanellac 
219857531 


2297982 22993 


ammaproteobacteria; Alteromonadales; I 
622200 Bacteria_16S 


gi 


diomarinac 
219857530 


2299447 23008 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


gi 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
622200 Bacteria_16S 


gi 


4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; P 
622200 Bacteria_16S 


gi 


gi 


219857515 
23207 


219857514 
23223 


219857431 


ain TMC4 16S ribosomal RNA, partial sequence 
Clostri 


diales; Cl 
219857426 


seudomonadaceae; 


Actinomycetales; Coryne 


ref|NR_025435.1 
69 Trichococcus 


ref |NR_025374.1 
1938810 194024 


ref|NR_025360.1 


ref |NR_025299.1 
07 Paenibacillus 


ref|NR_025265.1 
2093069 209454 
thomonadales; 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; 
ref|NR_025228.1 


ref|NR_025227.1 

2144573 214602 
monadales; 
ref|NR_025226.1 
aceae; Pseudomon 
ref|NR_025211.1 
2168820 217030 
aceae; Carnobact 
ref|NR_025198.1 

2183928 218546 
monadales; Xanth 


ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025190.1 

2194621 219603 


Paenibacillus. 
ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025123.1 


Shewanella. 
NR_025119.1 


eae; 
ref 


Idiomarina. 
NR_025118.1 


eae; 
ref 


ae; Bosea. 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_025014.1 


Trichococcus palustris 


palustris Bacteria; 


Methylobacterium 
9 Methylobacterium 


Rhizobiales; Methylobacteriaceae; 


Vagococcus fessus 


67 1961603 Vagococcus fessus Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Thermomonas 
6 Thermomonas 


Xanthomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 


Erythrobacter. 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomonas. 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Carnobacterium 
5 Carnobacterium 
erium. 
Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Carnobacterium 
acterium viridans 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Paenibacillus 
8 Paenibacillus 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Clostridium 

3 Clostridium 

ostridium. 
Thioalkalivibrio 


2440572 2442029 Thioalkalivibrio paradoxus 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


622200 Bacteria_16 
strain Z-2189 16S 
Firmicutes; 
622200 Bacteria_16 


versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatial 
219857372 


Bacteria; 
622200 Bacteria_16 
berrensis strain 
Bacteria; 
622200 Bacteria_16 


thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 2520665 252209 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
Pseudomonas. 

622200 Bacteria_16S 2522826 2522925 1 101 gi|219857362|ref|NR_024950.1 
brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 2522145 252361 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
Pseudomonas. 

622200 Bacteria_16S 2548067 2548166 1 101 gi| 219857345 |ref|NR_024933.1 


meridiei strain S 
Bacteria; 
622200 Bacteria_16 
strain CIP 105469 
Bacteria; 
622200 Bacteria_16 
strain CIP 105470 
Proteobacteria; 
622200 Bacteria_16 


s 


Firmicutes; 


Firmicutes; 


s 


s 


s 


2507674 2507773 1 


Clostridia; 
2555652 25557511 


2557218 2557317 1 


2558781 2558880 1 


101 


10 16S ribosomal RNA, partial sequence 
Clostridiales; 


101 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
219857339 


101 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
219857338 


101 


Ss 2467062 2467161 1 101 gi| 219857405 |ref|NR_024993.1 
ribosomal RNA, partial sequence 2466381 24678 

Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
Ss 2471597 2471696 1 101 gi|219857402|ref|NR_024990.1 


gi 


CTT3 16S ribosomal RNA, partial sequence 25070 
Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter 
Ss 2521346 2521445 1 101 gi|219857363|ref|NR_024951.1 


Peptococcaceae; 
219857340 


gi 


gi 


gi 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thioalkalivibrio 


2470921 2472353 Thioalkalivibrio versutus 


Ectothiorhodospirace 
ref|NR_024960.1 


es; 


25473 
Desulfosporosinu 
ref |NR_024928.1 


25549 
Pseudomonadaceae; 
ref|NR_024927.1 
25565 
Pseudomon 
ref|NR_024926.1 


ae; Thioalkalivibrio. 
Thermohalobacter 


00 2508520 Thermohalobacter berrensis 


Pseudomonas 
4 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Desulfosporosinus 


74 2548878 Desulfosporosinus meridiei 


Ss. 
Pseudomonas gessardii 


74 2556489 Pseudomonas gessardii 


Pseudomonas. 
Pseudomonas migulae 


40 2558055 Pseudomonas migulae Bacteria; 


as. 
Eubacterium aggregans 


2558106 25596 


strain SR12 16S ribosomal RNA, partial sequence 


Firmicutes; Clos 


tridia; Clostridiales; Eubacteriaceae; 


Eubacteriu 


mM. 


14 Eubacterium aggregans Bacteria; 


622200 Bacteria_16 
strain CIP 105259 
Proteobacteria; 
622200 Bacteria_16 
strain CIP 105274 
Proteobacteria; 
622200 Bacteria_16 
strain CIP 104664 
Bacteria; 
622200 Bacteria_16 
strain CIP 104883 
Bacteria; 
622200 Bacteria_16 
strain CIP 105273 
Proteobacteria; 
622200 Bacteria_16 
strain CIP 105460 
Bacteria; 
622200 Bacteria_16 


622200 Bacteria_16 
strain AM31D 16S 
Firmicutes; 
622200 Bacteria_16 
strain IFO 16295 


622200 Bacteria_16 
strain VPI-C6-61 
Firmicutes; 
622200 Bacteria_16 


Pseudomonas. 
622200 Bacteria_16 
strain ATCC 13522 
Bacteria; 
622200 Bacteria_16 
strain JCM 6484 1 
Firmicutes; 
622200 Bacteria_16 


s 


s 


s 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomona 
219857279 


s 


s 


s 


s 


s 


Bacillales; 


s 


s 


s 


s 


s 


Clostridia; 


s 


2561844 2561943 1 


2570977 2571076 1 


2581664 2581763 1 


2583234 2583333 1 


2595641 2595740 1 


2597207 2597306 1 


2643304 2643403 1 


Firmicutes; 
2725946 2726045 1 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2770716 2770811 5 


2791932 2792031 1 


2815925 2816024 1 
Proteobacteria; 


2854100 2854199 1 


2888137 2888220 17 


Clostridiales; 
2920196 2920295 1 


Bacillales; 


101 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
219857287 


101 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pse 
219857280 


101 


complete sequence 


101 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomona 
219857271 


101 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pse 
219857270 
2596529 2598044 Pseudomonas libanensis 


101 


16S ribosomal RNA, complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomona 
219857229 
campinasensis strain 324 16S ribosomal RNA, partial seque 
campinasensis Bacteria; 


101 


P 


101 


101 


101 


Clostridia; Clostridiales; Lachnospiraceae; 


101 


Gammaproteobacteria 


101 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomona 
219856864 
6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


101 


101 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


aenibaci 


gi 


gi 


gi 


Ci 
gi 


gi 


gi 


Eu 


219857336 


219857170 
2725265 27267 


219857137 
16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
219857122 
16S ribosomal RNA, partial sequence 2791299 27926 


219856913 
alcaliphila strain AL15-21 16S ribosomal RNA, partial seq 
alcaliphila Bacteria; 


219856888 


ref|NR_024924.1 
25611 
Pseudomon 
ref|NR_024918.1 
25702 
udomonadaceae; Pseudomon 
ref|NR_024911.1 
25809 
dales; Pseudomonadaceae; 
ref|NR_024910.1 
25825 
dales; Pseudomonadaceae; 
ref|NR_024902.1 
25949 
udomonadaceae; Pseudomon 
ref|NR_024901.1 
dales; Pseudomonadaceae; 
ref|NR_024857.1 

2642624 264413 
Paenibacillus. 
ref|NR_024798.1 


nce 
llaceae; 


ref|NR_024765.1 


Nocardiacea 
NR_024750.1 


bacterineae; 
ref 


oprococcus. 
ref|NR_024734.1 
uence 2815260 281674 
; Pseudomonadales; Pseud 
ref|NR_024707.1 

28534 
dales; Pseudomonadaceae; 
ref|NR_024683.1 


bacterium. 


Pseudomonas mosselii 


68 2562680 Pseudomonas mosselii Bacteria; 


as. 
Pseudomonas jessenii 


99 2571813 Pseudomonas jessenii Bacteria; 


as. 
Pseudomonas rhodesiae 


86 2582507 Pseudomonas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


58 2584074 Pseudomonas monteilii 


Pseudomonas. 
Pseudomonas mandelii 


61 2596478 Pseudomonas mandelii Bacteria; 


as. 
Pseudomonas libanensis 


Pseudomonas. 
Paenibacillus 


1 Paenibacillus 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Coprococcus catus 


13 Coprococcus catus Bacteria; 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas savastanoi 


33 2854934 Pseudomonas savastanoi 


Pseudomonas. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


gi 


219856843 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 


ref|NR_024662.1 
2919511 292100 


Pseudomonas 
8 Pseudomonas 


plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


GCAGAACCTTACCAGGGCTTGACATGCGGAGGCTGTGTCCAGAGATGGGCATTTCTCGCAAGAGACCTCCAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCACGTCTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGA 
AGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGCAGCGATGCCGAGCGGATCTC 
CAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGT 
CGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTCAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTAAC 
CTGCCCCTGTCTTTGGGATAAGCCTTGGAAACGGGGTCTAATACTGGATATTCTGCTGTTCTCGCATGGGGATGGTTGGAAAGATTTTTTGGATGGGGATGGGCT 
CACGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACATTGGGACTGAGATACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCTTTCGGGTTGTAAACTCCTTTTAGCA 
CTGAACAAGGCTTTTTTGGGTTGAGGGTAGGTGTTGAATAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGGGCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGT 
AACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCCTTATCCACAGGTTCTGTGCCGTAGCTAACGCATTAAGTG 
CCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCT 
TACCAAGGCTTGACATGCACTGCGATGTTCTAGAGATAGGGCAGCCTTCGGGGTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTATGGTGGGGACTCACGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACG 
TCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATACTGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTC 
AGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGC 
CCGTCACGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCTAACCGCTTTGTGGGGGGAGTGGTCGAAAGTGGGATTAGCGATTGGGACGAAGTCGTAACAAG 
GTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGCTTAACACATGCAAGTCGAACGGGGAGGCTCTCT 
TCGGGGAGTAGTACCAGTGGCGAACGGGTGAGTAACGCGTAGGAAAGTGTCCTCCAGACTGGGACAACCATTGGAAACGATGGCTAATACCAGATGAGACCGAGA 
GGTGAAAGCGTGCTACGGCATGGCTGGAGGAGCTGCCTGCGACCCATCAGGTAGTTGGTAGGGTAAAGGCCTACCAAGCCGACGACGGGTAGCCGGCGTGAGAGC 
GTGGCCGGCCACAGGGGGACTGAGACACGGCCCCCACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGAGACGCTGCGTGG 
AGGACGAAGTCCTTCGGGACGTAAACTCCTGAATTTATCGAACAATAAAGTGAGAAGGGAATGGCTCACAGATGAGGGTAGATAAAGAAAAGCCCCGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGCCCGGAATCACTGGGCGTAAAGGGGGTGTAGGCGGTCTAATAAGTCAGATGTAAAAGTACCTGGC 
TCAACCAGGGGGATGCGTCTGAAACTGTTAGACTTGAGGTTACTAGAGGGAGACGGAATTACCTGTGTAGCGGTGAAATGCGTAGATACAGGTAAGAAGGCCGGT 
GGTGAAGACGGTCTCCTGGGGTAAACCTGACGCTGAGGCCCGAAAGCTAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTA 
GGTGTGAGCGGTAGTACCGTTCGTGCTGAAGCTAAGGCGATAAGTGGGCCGCCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGACCCGCA 
CAAGCGGTGGAGCGTGTGGTTTAATTCGAAGCTAAGCGAAGGACCTTACCAGGGCTTGACATGTAGGTAGTACCTCTTAGAGATAAGGGGGACCTAATACTTCGG 
TATTAGGAGCCTAGACAGGTGGTGCACGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCGTTAGTTACCAGCAC 
GTAAAGGTGGGGACTCTAACGGGACAGCCGCCGACGAGGCGGAGGAAGGAGGGGATGACGTCAGGTAATCGTGCCCCTTATGTCCTGGGCGACACACGCGCTACA 
ATGGCAGGGACAGAGGGAAGCGAGGCCGAAAGGTGGAGCGAATCTCAGAAACCCTGCCCCAGTTCAGATTGCAGTCTGAAACCCGACTGCATGAAGCCGGAATCG 
CTAGTAATCGCAGGTCAGCCACACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGCCACCCGAGTTGGAAACGCCCGAAGATGGTCAGGCTA 
ACCGAAAGGAGGCCGGCTATTGAGGGTGGAGTCAGCGAGGGGGGCTAAGTCGTAACAAGGTAACAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNCTCCTTTCTATCCTGGCTGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGTACTTG 
TACCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGA 
GAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGA 
GAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGC 
GTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCATTTACCTAATACGTAAGTGTTTTGACGTTACCGACAGAATAAGCACCGGCT 
AACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGTTAAGTTGGATGTGAAATCCC 
CGGGCTCAACCTGGGAACTGCATTCAAAACTGTCGAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACA 
CCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTC 
AACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGG 
GAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAA 
TGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGG 
TCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAG 
TAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCGTCACACCATGGGAATGGGTTGCACCCAGAAGTAGCTAGTCTAACCTTC 
GGGAAGGACGGTTACCACGGTGTGATTCATGACTTGGGGTGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGA 
ACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCTGATGGAGCTTGCTCTGTTGGTGAGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCT 
CAACATTTGAATAACTCCATGAAAATGGGGCTAATGCAATATATTCTGCAGCTGTCGCATGGTGGTTGTGGGAAACGGTGCCTTTGGGTTTCTGGTTGGGGATGG 
GCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACACTGGGACTGAGATACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGGATTTTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCG 
CTAGGTTGGAAGACGCATTTTGTTGTTGTTGACTTTAACTGGTAAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACTAGCGTTGTC 
CGGAATTATTGGGCGTAAAGGGCTTGTAGGTGGTTTGTCGCGTCTGTCGTGAAATCTCAGGGCTTAACCCTGGGCTTGCGGTGGGTACGGGCAGGCTTGAGTGCG 
GTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAATACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACACTGAGGAGCG 
AAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGTTGTGGGGGCTTTTGTTGGTTTCCGCGACGTAGCTAACGCA 
TTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGA 
AGAACCTTACCAAGGCTTGACATGCACCGGACGACCTTAGAGATAGGGTTTCCCTTTGTGGCTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTAGTGTTGCCAGCAAGTAATGTTGGGGACTCTCTAGAGACTGCCGGGGTTAACTCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGGCGGTACAGTGGGTTGCAATACCGTGAGGTGGAGCTAATCCCCAAAG 
CCGTTCTCAGTTCGGATCGTAGTCTGCAACTCGACTACGTGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCTCGGGTCTTGTA 
CACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCTAACCACGTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGACCAGCTTGCTGGTTGGATTAGTGGCGAACGGGTGAGTAACACGTGA 
GTAACCTGCCCTTCACTCTGGGATAACTCCGGGAAACCGGGGCTAATACTGGGTATGACCAATCTCCGCATGGAGTGTTGGTGGAAAGCTTTAGTGGTGAAGGAT 
GGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGTCACGGCC 
CAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTT 
CATCAGGGAAGAAGCGAAAGTGACGGTACCTGAAAAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCCGTGAAAATTCGGGGCTTAACCCCGGACGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAG 
ACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATAACTGACGCTGAGAAGCGAAAGCATGG 
GGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGACTCATTCCACGAGTTCTGTGCCGCAGCTAACGCATTAAGCGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTT 
ACCAAGGCTTGACATACACCGGAAACACGCAGAGATGTGTGCCCCGTAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 


622200 Bacteria_16S 2932175 29322741 101 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

622200 Bacteria_16S 2935197 2935296 1 101 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
622200 Bacteria_16S 2936693 2936776 17 101 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

622200 Bacteria_16S 2973041 2973140 1 101 gi|219846941|ref|NR_026533.1| Pseudomonas 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

622200 Bacteria_16S 3030758 3030857 1 101 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 


strain I50 16S ri 
Firmicutes; Erysi 


622200 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


622200 Bacteria_16S 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


622200 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


622200 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


622200 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


622200 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


622200 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


622200 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


622200 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


622200 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


622200 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


622200 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


622200 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


622200 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


622200 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


622200 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


622200 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


622200 Bacteria_16S 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3070191 3070290 1 101 gi 
16S ribosomal RNA, partial sequence 


ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3274181 3274280 1 101 gi 
ridia; Clostridiales; 
3275690 3275789 1 


Eubacteriaceae; 
101 gi 


ridia; Clostridiales; Eubacteriaceae; 

3278718 3278817 1 101 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3280237 3280336 1 101 gi 


ridia; Clostridiales; Eubacteriaceae; 

3281756 3281855 1 101 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283280 3283379 1 101 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3286328 3286411 17 101 gi 


ridia; Clostridiales; 
3298547 3298646 1 


Clostridiaceae; 
101 gi 


strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3477155 3477250 5 101 gi 


ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 


3528692 3528775 17 101 


gi 


ridia; Clostridiales; 
3534695 35347941 


Clostridiaceae; 
101 gi 


3030089 30315 


elotrichac 
219846875 
30695 


3268876 32703 


6S ribosomal RNA, partial sequence 3273522 32749 


6S ribosomal RNA, partial sequence 3275046 32765 


Acetobacte 
219846735 
quence 

es; Eubact 
219846734 


6S ribosomal RNA, partial sequence 3279583 32810 


Acetobacte 
219846733 
sequence 
iales; Eub 
219846732 

quence 
es; Eubact 
219846730 


16S ribosomal RNA, partial sequence 3285670 32871 


6S ribosomal RNA, partial sequence 3528019 35294 


Clostridiu 
219846553 


pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


77 Clostridium cocleatum Bacteria; 
eae. 
ref |NR_026467.1 
11 3070973 Vagoco 


Vagococcus lutrae 
ccus lutrae Bacteria; 


bacillales; Enterococcaceae; Vagococcus. 

3083843 3083942 1 101 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
ain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 

Es 

3095770 3095869 1 101 gi|219846858|ref|NR_026450.1| Ruminobacter 
n H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
acteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; Ruminobacter. 

3100283 3100382 1 101 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
mal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Aerococcaceae; Facklamia. 

3180261 3180360 1 101 gi|219846801|ref|NR_026393.1| Facklamia hominis 
8 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

3245663 3245762 1 iO gi|219846757|ref|NR_026349.1| Listeria grayi strain 
osomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
riaceae; Listeria. 

3269558 3269657 1 101 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


ptothrix. 

219846738 |ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 

Eubacterium. 

219846737|ref|NR_026329.1| Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetobacterium. 
ref|NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetobacterium. 
ref|NR_026322.1| Clostridium pascui 
40 Clostridium pascui Bacteria; 


Acetobacterium 
2 Acetobacterium 


Acetobacterium 
0 Acetobacterium 
tobacterium. 

Acetobacterium 
4 Acetobacterium 


Clostridium. 

219846722 |ref|NR_026314.1] Blautia 

al sequence 3297885 3299342 Blautia 
stridiales; Blautia. 
219846591|ref|NR_026183.1] Rhodococcus 

al sequence 3476498 3477971 Rhodococcus 

e; Actinomycetales; Corynebacterineae; 
219846557|ref|NR_026149.1| Clostridium quinii 


95 Clostridium quinii Bacteria; 
m. 
ref|NR_026145.1| Bacillus 

3534017 3535534 Bacillus 


622200 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


622200 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


622200 Bacteria_16S 


paraputrificum st 


paraputrificum Bacteria; 
622200 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


strain Pasteur II 
Firmicutes; 


strain 2585 16S r 
Firmicutes; Clost 


622200 Bacteria_16S 
in ATCC 19171 16S ribosomal RNA, partial 
Clostridia; 


fibrisolvens stra 
fibrisolvens Bact 


622200 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


funditum strain p 
Bacteria; Firmicu 
brockii subsp. fi 


Thermoanaerobacte 


622200 Bacteria_16S 
ain L-1 16S ribosomal RNA, 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


622200 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


622200 Bacteria_16S 


strain Lhet2 16S 


strain 101 16S ri 


laevolacticus str 
laevolacticus Bac 


622200 Bacteria_16S 


strain CL-SP19 16 
Proteobacteria; G 


622200 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


622200 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


3537820 3537919 1 


Firmicutes; 
3699058 3699156 2 


3711106 3711189 17 


Clostridiales; 
3720076 3720159 17 
ibosomal RNA, 
ridia; Clostridiales; 
3763265 3763364 1 


Firmicutes; 
3809862 3809961 1 
bosomal RNA, 


eria; 


3811463 3811562 1 


3883011 38831101 


rales; 


3906075 3906174 1 


teria; Proteobacteria; 


3943619 3943702 17 


3946539 3946622 17 


3949461 3949544 17 


3958438 3958537 1 


622200 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


622200 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


622200 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


622200 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


622200 Bacteria_16S 
strain HYOS-1 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Tenericutes; Moll 


teria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolacto 
3983404 3983503 1 101 gi|219846236|ref|NR_025826.1 
S ribosomal RNA, partial sequence 3982735 39 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
4036137 4036220 17 101 gi|219846199|ref|NR_025789.1 
SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
acteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 
4095091 4095189 2 101 gi|219846156|ref|NR_025746.1 
osomal RNA, partial sequence 4094388 40 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
4102466 4102565 1 101 gi|219846151|ref|NR_025741.1 
ribosomal RNA, partial sequence 4101786 41 
lales; Bacillaceae; Bacillus. 
4137423 41375221 101 gi|219846122|ref|NR_025712.1 
ribosomal RNA, partial sequence 4136739 41 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4138988 4139087 1 101 gi|219846121|ref|NR_025711.1 
in EA-1 16S ribosomal RNA, partial sequence 4138305 413982 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
4140555 4140654 1 101 gi|219846120|ref|NR_025710.1 
n Ar-1343 16S ribosomal RNA, partial sequence 4139871 414138 
ria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatace 
4142120 4142219 1 101 gi|219846119|ref|NR_025709.1 


icutes; 


Clostridia; 


1105 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovibrionales; 
622200 Bacteria_16S 
I 16S ribosomal RNA, partial sequence 
Clostridia; 
622200 Bacteria_16S 
complete sequence 
Clostridiaceae; 


complete sequence 


£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriaceae; 
622200 Bacteria_16S i 
nnii strain AKo-1 16S ribosomal RNA, partial 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


finnii 


n TFC 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 
219846261 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
622200 Bacteria_16S 
bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
622200 Bacteria_16S 
ain M-8 16S ribosomal RNA, 


101 gi 


lales; Bacillaceae; Bacillus. 

3544072 35441711 101 gi| 219846547 |ref|NR_026139.1 
6S ribosomal RNA, complete sequence 3543393 35448 
lales; Bacillaceae; Bacillus. 

3550243 3550326 17 101 gi| 219846543 |ref|NR_026135.1 
rain ATCC 25780 16S ribosomal RNA, partial sequence 354957 


101 gi 


101 gi 


Clostridiales; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
622200 Bacteria_16S 


101 gi| 219846356 |ref|NR_025947.1 
3809177 38 

Pseudomon 

101 gi| 219846355 |ref|NR_025946.1 

3810756 3812276 Carnob 
Carnobacterium. 

101 gi| 219846307 |ref|NR_025897.1 

sequence 388233 


Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacter. 
101 gi| 219846291 |ref|NR_025881.1 


complete sequence 


101 gi 


3945905 39 


Acetobacteraceae; Acidiphi 

101 gi| 219846259 |ref|NR_025849.1 
3948831 39 

Acetobacteraceae; Acidocel 

101 gi| 219846253 |ref|NR_025843.1 

complete sequence 3957761 395924 


Spiroplasmataceae; 


219846551 
6S ribosomal RNA, partial sequence 3537139 35386 


Clostridium. 
219846390 
sequence 3762598 376407 
Lachnospiraceae; Bu 


ref|NR_026143.1 


ref 


NR_026028.1 


ref |NR_025981.1 


Desulfomicrobiaceae; 


Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Clostridium 
2 3551038 Clostridium 


Clostridiales; Clostridiaceae; Clostridium. 
219846437 
3698359 3699831 Desulf 


Desulfomicrobium 
omicrobium apsheronum 
Desulfomicrobium. 


101 gi| 219846429 |ref|NR_026020.1| Clostridium septicum 
3710425 3711931 Clostridium septicum Bacteria; 
Clostridiaceae; Clostridium. 
101 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
3719395 3720901 Clostridium chauvoei Bacteria; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Pseudomonas flavescens 


10705 Pseudomonas flavescens Bacteria; 


3905392 390691 


Gammaproteobacteria; Pseudomonadales; Pse 
101 gi| 219846263 |ref|NR_025853.1 
3942985 3944397 Acidip 


Acetobacteraceae 
ref|NR_025851.1 
47317 Acidiphilium 


as. 
Carnobacterium 
acterium funditum 


Thermoanaerobacter 
8 3883860 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidocella aminolytica 


50236 Acidocella aminolytica Bacteria; 


la. 
Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Idiomarina seosinensis 


84197 Idiomarina seosinensis Bacteria; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Desulfofaba fastidiosa 


95793 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Bacillus patagoniensis 


03187 Bacillus patagoniensis Bacteria; 


Spiroplasma turonicum 


38254 Spiroplasma turonicum Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 


Spiroplasma. 


Spiroplasma montanense 


4141437 4142950 Spiroplasma montanense Bacteria; 


622200 Bacteria_16S 4143685 41437841 101 


strain TN-1 16S ribosomal RNA, 


Tenericutes; Mollicutes; Entomoplasmatales; 
622200 Bacteria_16S 4151503 4151602 1 101 
strain 23-6 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; 
622200 Bacteria_16S 4157627 4157726 1 101 


partial sequence 


Spiroplasmataceae; Spiroplasma. 


Spiroplasmataceae; Spiroplasma. 


gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
4143001 4144516 Spiroplasma litorale Bacteria; 


gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
4150819 4152196 Spiroplasma floricola Bacteria; 


gi|219846109|ref|NR_025699.1| Spiroplasma 


chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 


chrysopicola Bacteria; Tenericutes; Mollicutes; 
622200 Bacteria_16S 4160759 4160858 1 101 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 
alleghenense Bacteria; Tenericutes; Mollicutes; 
622200 Bacteria_16S 4169821 4169920 1 101 


Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


gi|219846107|ref|NR_025697.1| Spiroplasma 
160075 4161590 Spiroplasma 


rs 


Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


gi|219846100|ref|NR_025690.1| Marinobacter excellens 


strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


622200 Bacteria_16S 4171402 41715011 101 
strain 1843-02 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; 
622200 Bacteria_16S 4172943 4173026 17 101 


Vagococcus. 


gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
4170715 4172227 Vagococcus carniphilus Bacteria; 


gi|219846098|ref|NR_025688.1| Garciella 


nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 


nitratireducens Bacteria; Firmicutes; Clostridia; 
622200 Bacteria_16S 4191281 4191380 1 101 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 
lipolyticus Bacteria; Proteobacteria; 


Marinobacter. 


622200 Bacteria_16S 4206264 4206363 1 101 


Clostridiales; Eubacteriaceae; Garciella. 
gi|219846081|ref|NR_025671.1| Marinobacter 
190616 4192088 Marinobacter 


rs 


Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


gi|219846071|ref|NR_025661.1| Thioalkalivibrio 


nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 


nitratireducens Bacteria; Proteobacteria; 


Thioalkalivibrio. 


622200 Bacteria_16S 4220043 4220126 17 101 
lactatifermentans strain G17 16S ribosomal RNA, 
lactatifermentans Bacteria; Firmicutes; 
622200 Bacteria_16S 4221574 4221673 1 101 


JMM-4 16S ribosomal RNA, partial sequence 42208 


Bacillales; Bacillaceae; Anaerobacillus. 
622200 Bacteria_16S 5227 5313 14 101 
strain R18 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
622200 Bacteria_16S 6689 6775 14 101 
strain M6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
622200 Bacteria_16S 8146 8232 14 101 
strain V2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
622200 Bacteria_16S 50585 50683 2 101 


alaskensis strain All 16S ribosomal RNA, complete 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


622200 Bacteria_16S 62787 62873 14 101 
strain IS 123 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


gi|219846061|ref|NR_025651.1| Clostridium 


partial sequence 4219342 4220838 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
89 4222400 Bacillus macyae Bacteria; Firmicutes; 


gi|265679060|ref|NR_029368.1| Bartonella doshiae 
4584 5982 Bartonella doshiae Bacteria; 
Bartonellaceae; Bartonella. 
gi|265679059|ref|NR_029367.1| Bartonella taylorii 
6033 7437 Bartonella taylorii Bacteria; 
Bartonellaceae; Bartonella. 
gi|265679058|ref|NR_029366.1| Bartonella grahamii 
7488 8910 Bartonella grahamii Bacteria; 
Bartonellaceae; Bartonella. 
gi|265679030|ref|NR_029338.1| Desulfovibrio 
sequence 49907 51436 Desulfovibrio alaskensis 


gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
62180 63541 Rhizobium sullae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


622200 Bacteria_16S 131100 131158 42 101 


strain BAL-1 16S ribosomal RNA, 
Chrysiogenetes; Chrysiogenales; 


complete sequence 


Chrysiogenaceae; Chrysiogenes. 
622200 Bacteria_16S 219892 219978 14 101 


gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
130392 131902 Chrysiogenes arsenatis Bacteria; 


gi|265678916|ref|NR_029224.1| Geobacillus 


kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bac 


622200 Bacteria_16S 260777 260863 14 101 
strain I66 16S ribosomal RNA, partial sequence 


illaceae; Geobacillus. 
gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
260171 261540 Rhizobium hainanense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


622200 Bacteria_16S 272868 272954 14 101 


CFN 42 16S ribosomal RNA, partial sequence 27224 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rh 


622200 Bacteria_16S 277503 277589 14 101 
strain Ben 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
622200 Bacteria_16S 318397 318483 14 101 


gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
0 273697 Rhizobium etli Bacteria; Proteobacteria; 
izobium/Agrobacterium group; Rhizobium. 

gi|265678875|ref|NR_029181.1| Mycoplasma feliminutum 

276812 278270 Mycoplasma feliminutum Bacteria; 


gi|265678848|ref|NR_029153.1| Bartonella vinsonii 


subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


622200 Bacteria_16S 319832 319918 14 101 


strain J233 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
319228 320640 Acholeplasma palmae Bacteria; 


622200 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


622200 Bacteria_16S 
in 2301065 16S ribosomal RNA, partial 
Paenibac 


massiliensis stra 
massiliensis Bact 


622200 Bacteria_16S 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


622200 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


622200 Bacteria_16S 
ain CMS 530r 16S ribosomal RNA, partia 
Planoco 


psychrophilum str 
psychrophilum Bac 


622200 Bacteria_16S 


strain CE2105 16S 


622200 Bacteria_16S 


strain 3-p 16S ri 


622200 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


strain CCBAU 7190 


346173 346259 14 
osomal RNA, partial sequence 
lales; Paenibacillaceae; 
392767 392853 14 


101 


101 


Firmicutes; Bacillales; 
561458 561556 2 101 


eria; 


585554 585640 

16S ribosomal RNA, 
lales; Bacillaceae; 
609696 609782 


14 101 


Bacillus. 
14 101 


teria; Firmicutes; Bacillales; 
629511 629609 2 101 
ribosomal RNA, partial sequence 


743176 743274 2 101 
bosomal RNA, partial sequence 


780512 780598 14 101 
ribosomal RNA, partial sequence 


794221 794307 14 101 


gi 


265678827 


345474 34689 


Brevibacillus 


gi 


gi 


gi 


partial sequence 


gi 


gi 


265678793 
sequence 
illaceae; 

265678678 
sequence 
eria; 


265678662 
58488 


265678645 
1 sequence 
ccaceae; P 
265678631 


628893 63029 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


Rhodospiri 
265678551 


742578 74395 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


Rhodospiri 
265678525 


779845 78130 


gi 


B 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


622200 Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geoba 


strain U 16S ribo 
Bacillales; Bacil 


622200 Bacteria_16S 
Y¥C300 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


koreensis strain 
Bacteria; Firmicu 


622200 Bacteria_16S 


strain LSv21 16S 
Proteobacteria; D 
psychrophila stra 
psychrophila Bact 
Desulfotalea. 


622200 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


622200 Bacteria_16S 
S ribosomal RNA, partial sequence 


strain SH22623 16 


622200 Bacteria_16S 


acetoxidans Bacte 
Desulfobacca. 


622200 Bacteria_16S 


622200 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


622200 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


622200 Bacteria_16S 


strain 2DT 16S ri 


Firmicutes; Bacil 


622200 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


622200 Bacteria_16S 


strain TH-23 16S 


Firmicutes; Bacil 


840157 840243 14 101 
laceae; Geobacillus. 

899150 899236 14 101 
tes; Bacillales; 
922387 922485 2 101 
ribosomal RNA, partial sequence 


927055 927153 2 101 


eria; Proteobacteria; 


985465 985551 14 
6S ribosomal RNA, 


101 


1025273 1025359 14 101 


gi 


gi 


Pae 
gi 


icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
622200 Bacteria_16S 


265678516 
79361 
biaceae; 
265678486 


265678445 
nce 89842 


265678430 


921679 92319 


eltaproteobacteria; Desulfobacterales; 
622200 Bacteria_16S 
in LSv54 16S ribosomal RNA, partial se 
Deltaproteobacte 


gi 


gi 


gi 


Desulfoba 
265678427 
quence 

ria; Desul 


265678387 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


265678361 


1024681 10260 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
1026788 1026886 2 101 gi| 265678360 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Deltaproteobacteria; Syntro 
1094825 1094923 2 101 gi| 265678313 
strain NBRC 13755 16S ribosomal RNA, partial sequence 10942 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
1232477 1232563 14 101 gi| 219878271 
train R1 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; Rh 
1285026 1285112 14 101 gi|219846054 
ain YKJ-115 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 
1297085 1297171 14 101 gi| 219857534 
bosomal RNA, partial sequence 1296399 12978 
lales; Bacillaceae; Bacillus. 
1347600 1347698 2 101 gi| 228720860 
in MPOB 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; 
eae; Syntrophobacter. 
1419809 1419895 14 101 gi|224581445 
ribosomal RNA, partial sequence 1419106 14206 
lales; Bacillaceae; Bacillus. 
1503330 1503416 14 101 gi| 219846475 


622200 Bacteria_16S 


Rhodospirillales; Ac 


Rhizobium/Agrobac 


nibacillus. 


ref |NR_029132.1 
2 Brevibacillus 


ref|NR_029098.1 
392074 393575 
Paenibacillus. 
ref |NR_028983.1 
560822 562307 


ref |NR_028967.1 
8 586308 Bacill 


ref|NR_028950.1 

609006 610485 
lanomicrobium. 
ref |NR_028936.1 


llaceae; Roseosp 
ref|NR_028855.1 


llaceae; Rhodoci 
ref |NR_028829.1 
7 Acholeplasma 


ref|NR_028819.1 
1 794989 Rhizob 


ref|NR_028789.1 
cillus uzenensis 


ref|NR_028747.1 
7 899962 Paenib 


ref|NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_028729.1 
926361 927852 
fobacterales; De 


ref|NR_028689.1 
5 Acholeplasma 
ref |NR_028663.1 
hizobium/Agrobac 
ref |NR_028662.1 


1026088 102759 
phobacterales; S 


ref |NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref |NR_025644.1 
1284334 128584 


ref |NR_025122.1 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_027227.1 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Paenibacillus 
Paenibacillus 


Roseomonas 
Roseomonas 


etobacteraceae; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Planomicrobium 
Planomicrobium 


Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Acholeplasma axanthum 


axanthum Bacteria; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Geobacillus uzenensis 

Bacteria; Firmicutes; 


Paenibacillus 
acillus koreensis 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfotalea 

Desulfotalea 
sulfobulbaceae; 


Acholeplasma vituli 


vituli Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Acetobacter peroxydans 

acter peroxydans 

; Acetobacter. 
Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Jeotgalicoccus 

0 Jeotgalicoccus 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


ref |NR_026067.1 


Rhizobium tropici 


strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


622200 Bacteria_ 
strain 34hsl1 16S 


16S 1513841 1513927 14 101 
ribosomal RNA, partial sequence 


gi 


219878119 
1513128 15146 


ref|NR_025258.1| Bacillus odysseyi 
43 Bacillus odysseyi Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 1580249 1580335 14 101 gi| 219878491 |ref|NR_025251.1| Sinorhizobium 
americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 1581060 Sinorhizobium 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Sinorhizobium/Ensifer group; Sinorhizobium. 

622200 Bacteria_16S 1586422 1586508 14 101 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 1630578 1630664 14 101 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 1635240 1635326 14 101 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

622200 Bacteria_16S 1648820 1648918 2 101 gi|219878443|ref|NR_025582.1| Stella humosa strain 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

622200 Bacteria_16S 1689985 1690071 14 101 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

622200 Bacteria_16S 1749536 1749634 2 101 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

622200 Bacteria_16S 1751028 1751126 2 101 gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae 
strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

622200 Bacteria_16S 1752594 1752680 14 101 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


strain LMG 18422 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 1778248 1778334 14 101 gi| 219878351 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
622200 Bacteria_16S 1779797 1779883 14 101 gi| 219878350 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; P 
622200 Bacteria_16S 1800913 1800999 14 101 gi| 219878335 
stellifer strain IS1 16S ribosomal RNA, partial sequence 18002 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 
622200 Bacteria_16S 1808673 1808759 14 101 gi| 219878330 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Pla 
622200 Bacteria_16S 1842321 1842407 14 101 gi| 219878307 


strain DSM 497 16 
Firmicutes; Bacil 


622200 Bacteria_16S 
strain 3S-1 16S r 


Firmicutes; Bacil 


622200 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


622200 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


622200 Bacteria_16S 
16S ribosomal RNA, partial sequence 1911333 19128 


strain DSM 12654 
Firmicutes; Bacil 


622200 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


622200 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 


strain LMG 18419 
Firmicutes; Bacil 


622200 Bacteria_16S 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1871146 1871232 14 101 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1891204 1891290 14 101 


gi 


gi 


tes; Bacillales; Paenibacillaceae; 


1933490 1933588 2 101 


Pae 
gi 


1942535 1942621 14 101 


gi 


Paenibacillus 
101 gi 


lales; Paenibacillaceae; 


1969829 1969927 2 


16S ribosomal RNA, partial sequence 1751903 17534 


1841624 18431 


lales; Bacillaceae; Bacillus. 

1892725 1892811 14 101 gi| 219878269 
train DSM 11706 16S ribosomal RNA, partial seque 
acteria; Firmicutes; Bacillales; Bacillaceae; Ba 

1912017 1912103 14 101 gi| 219878255 


lales; Planococcaceae; Ureibacillus. 
1915061 1915147 14 101 gi| 219878252 
n CM1 16S ribosomal RNA, partial sequence 19143 


ni 


v 


219878287 
1870444 18719 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


Desulfom 


219878215 


bacillus. 
219878239 
16S ribosomal RNA, partial sequence 1932811 19342 
eltaproteobacteria; Desulfovibrionales; 
622200 Bacteria_16S 


04 Bacillus luciferensis Bacteria; 


ref|NR_025490.1| Paenibacillus 
1777548 1779056 Paenibacillus 

Paenibacillus. 

ref|NR_025489.1| Paenibacillus 


1779107 1780619 Paenibacillus 


aenibacillus. 
ref|NR_025474.1| Paenibacillus 
19 1801737 Paenibacillus stellifer 
ref|NR_025469.1]/ Planococcus 

1807983 1809461 Planococcus 
nococcus. 
ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


ref|NR_025426.1| Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 


ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


ref|NR_025408.1]| Bacillus 

nce 1892040 1893527 Bacillus 
cillus. 

ref|NR_025394.1| Ureibacillus terrenus 


21 Ureibacillus terrenus Bacteria; 


ref|NR_025391.1| Paenibacillus 
61 1915860 Paenibacillus azoreducens 
ref|NR_025378.1| Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
icrobiaceae; Desulfomicrobium. 
ref|NR_025372.1| Paenibacillus cookii 
47 Paenibacillus cookii Bacteria; 


doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Azospirillum. 


ref|NR_025354.1| Azospirillum 
1969231 1970533 Azospirillum 


622200 Bacteria_16S 1982131 1982229 2 101 gi| 219878207 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 19829 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; 
622200 Bacteria_16S 1983716 1983814 2 101 gi| 219878206 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxoco 
Chondromyces. 

622200 Bacteria_16S 1985300 1985398 2 101 gi| 219878205 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococ 
Chondromyces. 

622200 Bacteria_16S 2075390 2075476 14 101 gi| 219878139 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 20762 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
622200 Bacteria_16S 2084643 2084729 14 101 gi| 219878133 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 20854 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
622200 Bacteria_16S 2115033 2115119 14 101 gi| 219857658 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 21158 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

622200 Bacteria_16S 2227022 2227108 14 101 gi|219857581 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 22263 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 
622200 Bacteria_16S 2245203 2245289 14 101 gi|219857569 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 22445 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
Rhizobium. 

622200 Bacteria_16S 2292718 2292768 50 101 gi| 219857536 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 22920 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
622200 Bacteria_16S 2295659 2295745 14 101 gi| 219857533 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 22964 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
622200 Bacteria_16S 2297125 2297211 14 101 gi| 219857532 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 22979 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
622200 Bacteria_16S 2316841 2316927 14 101 gi| 219857518 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; P 
622200 Bacteria_16S 2345491 2345577 14 101 gi| 219857497 
granivorans strain A30 16S ribosomal RNA, partial sequence 23447 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
622200 Bacteria_16S 2356084 2356182 2 101 gi| 219857490 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; 
Desulfovibrionaceae; Desulfovibrio. 

622200 Bacteria_16S 2381887 2381973 14 101 gi| 219857472 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 23827 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 2395555 2395641 14 101 gi| 219857463 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 23963 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
622200 Bacteria_16S 2444281 2444367 14 101 gi| 219857423 
koreense strain JGO7 16S ribosomal RNA, partial sequence 24435 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
622200 Bacteria_16S 2524356 2524454 2 101 gi| 219857361 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 25251 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobu 
622200 Bacteria_16S 2549562 2549648 14 101 gi| 219857344 


strain C-29 16S r 


mcmeekinii strain 
Bacteria; Firmicu 


622200 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


622200 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


622200 Bacteria_16S 


MA001 16S ribosom 
Bacillales; Bacil 


ibosomal RNA, partial sequence 


2621886 2621972 14 101 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2623375 2623461 14 101 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
2634052 2634138 14 101 gi 
train MAE2 16S ribosomal RNA, partial 

acteria; Firmicutes; Bacillales; Plano 


2548929 25503 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
622200 Bacteria_16S 


mi 


nellaceae; 
219857251 
ence 26212 
crobium. 
219857249 
26227 
les; Phyll 
219857236 
sequence 

coccaceae; 


2698743 2698829 14 101 gi 
al RNA, partial sequence 
laceae; Bacillus. 


ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref 


ref|NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


tonella. 
NR_025247.1 


Bar 
ref 


ref|NR_025169.1 


29 2227839 Paenib 
ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025121.1 
tonella. 
NR_025120.1 


Bar 
ref 


Bartonella. 
ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025085.1 
86 2346268 Paenib 


NR_025078.1 
2355381 235691 
Desulfovibriona 


ref|NR_025060.1 


ref|NR_025051.1 
Bartonella. 
ref|NR_025011.1 
92 2445097 Planom 


ref|NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref|NR_024932.1 


Bartonella. 
ref |NR_024881.1 
00 2622680 Planom 


ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref|NR_024864.1 

2633347 263479 
Planomicrobium. 


219857189 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


eae; Polyangiaceae; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Paenibacillus 
acillus kribbensis 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Paenibacillus 
1 Paenibacillus 


Paenibacillus 
acillus granivorans 


Desulfovibrio 
7 Desulfovibrio 


les; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Planomicrobium 
icrobium koreense 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Planomicrobium 
icrobium mcmeekinii 


Mesorhizobium amorphae 

izobium amorphae 

esorhizobium. 
Planomicrobium 

1 Planomicrobium 


ref|NR_024817.1 


2698052 2699555 Bacillus asahii Bacteria; 


Bacillus asahii strain 
Firmicutes; 


622200 Bacteria_16S 
strain AA08 16S ribosomal RNA, partial sequence 


2709331 2709429 2 


101 


gi 
27 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


622200 Bacteria_16S 


strain SIR-1 16S 


2730544 2730642 2 
ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; 
622200 Bacteria_16S 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 
glycanilyticus Bacteria; 
622200 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
622200 Bacteria_16S 
strain 71 16S ribosomal RNA, partial sequence 


2778431 2778517 14 


2824981 2825079 2 


Firmicutes; 
2809935 2810033 2 


101 
101 
Bacillales; 


101 


101 


gi 
27 
gi 


gi 


gi 
28 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


622200 Bacteria_16S 


2874350 2874436 14 


101 


gi 


219857182 


219857167 


219857131 


219857110 


2809318 2810728 Asaia 


Asaia. 
219856907 
24364 28257 


219856875 


08714 27101 
Acetobacteraceae; 


29867 2731350 Plesiocystis 


naganoensis strain ATCC53909 16S ribosomal RNA, 
naganoensis Bacteria; 
622200 Bacteria_16S 

IFO15715 16S ribo 


Bacillales; 


strain DSM 3670 1 


Firmicutes; Bacillales; 
2879071 2879157 14 


Bacillus. 
3000564 3000650 14 


101 
6S ribosomal RNA, partial sequence 


partial sequence 


Pullulanibacillus. 
101 gi 
somal RNA, partial sequence 2878366 2879894 Bacillus 
Bacillaceae; 
622200 Bacteria_16S 


219856872 


gi| 219846923 
2999867 30013 


Firmicutes; 


antarctica strain 


Psychromonas. 


622200 Bacteria_16S 
plurifarium strain LMG 11892 16S ribosomal RNA, 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 


622200 Bacteria_16S 


Bacillales; 
622200 Bacteria_16S 

strain ORS 992 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
622200 Bacteria_16S 


3116816 3116902 15 
star-1 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; 


3131725 3131811 14 


3313713 3313811 2 


Bacillaceae; 
3076117 3076203 14 


Geobacillus. 
101 


102 


101 


101 


gi 
30 


gi 


gi 


partial 


gi 


219846871 
75492 30769 


219846844 


219846834 
sequence 


219846711 


vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 


vietnamensis Bacteria; 


Proteobacteria; 


Deltaproteobacteria; 


Desul 


Alteromonadales; 


Rhizobiales; 


Desulfovibrio. 


622200 Bacteria_16S 
IFO 3264 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


622200 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


622200 Bacteria_16S 
DSM 6307 16S ribosomal RNA, 


Bacillales; Bacil 


622200 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


622200 Bacteria_16S 


strain DSM 3503 1 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


622200 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


622200 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


622200 Bacteria_16S 


strain USDA 1844 


622200 Bacteria_16S 


strain 172 16S ri 


3418528 3418626 2 101 


3542531 3542617 14 101 


lales; Bacillaceae; Bacillus. 
3545641 3545727 14 101 
complete sequence 
laceae; Bacillus. 

3569949 3570047 2 


101 


Acetobacter. 
3574499 3574597 2 


n. 
101 


3580442 3580540 2 101 
strain RB-3 16S ribosomal RNA, 


3591306 3591404 2 101 
in LMD 22.1 16S ribosomal RNA, 


3609681 3609767 14 101 


Planococ 
101 


lales; Planococcaceae; 


3645871 3645957 14 


Rhizobiales 
3761755 3761853 2 101 
bosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 


eria; Proteobacteria; Alphaproteobacteria; 


gi| 219846632 
Rhodospi 


gi|219846548 
3541838 35433 


gi|219846546 
3544949 35464 


gi|219846529 


DSM 3508 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 


gi|219846526 


6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
622200 Bacteria_16S 


Acetobacte 
gi| 219846522 
partial sequence 


Bacteria; Proteobacteria; Alphaproteobacteria; 


gi|219846515 
partial sequence 
Rhodo 


gi| 219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


cus. 


gi|219846474 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; 


; Rhizobiaceae; R 


ref|NR_024810.1 
Asaia. 


ref|NR_024795.1 


ref|NR_024759.1 


ref |NR_024738.1 


ref |NR_024728.1 
Asaia. 
ref |NR_024694.1 

2873633 287517 


ref|/NR_024691.1 


ref|NR_026515.1 
ref 


NR_026463.1 


NR_026436.1 
116131 311762 


ref 


Ww 


ref|NR_026426.1 
131100 313253 


Phyllobac 


w 


ref |NR_026303.1 
3313036 331453 


ref|NR_026224.1 
3417892 341936 
rillales; Acetob 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026138.1 
54 Bacillus 


Acetobacteraceae 
ref|NR_026118.1 


38 Gluconobacter 
raceae; Gluconob 


Rhodospirillales 


ref|NR_026107.1 
3590670 359214 
spirillales; Ace 


ref|/NR_026091.1 


ref|NR_026066.1 


hizobium/Agrobac 


gi| 219846391 


siamensis Bacteria; 


flexus Bacteria; 


cohnii Bacteria; 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Plesiocystis pacifica 


pacifica Bacteria; 
Nannocystaceae; 


Plesiocystis. 
Paenibacillus 


2777747 2779208 Paenibacillus 
Paenibacillaceae; Paenibacillus. 


Asaia siamensis strain 
Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 
Acetobacteraceae; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus flexus strain 
Firmicutes; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Psychromonas 
9 Psychromonas 


Psychromonadaceae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Desulfovibrio 
8 Desulfovibrio 


fovibrionales; Desulfovibrionaceae; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Bacillus clausii 


clausii Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Acetobacter aceti 
2 Acetobacter aceti 
; Acetobacter; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Acetobacter 
8 Acetobacter 


tobacteraceae; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 


ref |NR_025982.1 


Geobacter chapelleii 


3761076 3762547 Geobacter chapelleii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 


622200 Bacteria_16S 3781255 3781341 14 101 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

622200 Bacteria_16S 3822246 3822296 50 101 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

622200 Bacteria_16S 3847889 3847975 14 101 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 

622200 Bacteria_16S 3893856 3893942 14 101 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

622200 Bacteria_16S 3904547 3904633 14 101 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

622200 Bacteria_16S 3930540 3930626 14 101 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

622200 Bacteria_16S 3977711 3977809 2 101 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

622200 Bacteria_16S 4026892 4026990 2 101 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

622200 Bacteria_16S 4043662 4043748 14 101 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

622200 Bacteria_16S 4083040 4083126 14 101 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

622200 Bacteria_16S 4108481 4108567 14 101 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

622200 Bacteria_16S 4165341 4165439 2 101 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

622200 Bacteria_16S 4212356 4212442 14 101 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
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strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


622200 Bacteria_16S 239699 239748 51 101 gi|265678902|ref|NR_029210.1 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia cepacia complex. 

622200 Bacteria_16S 241285 241334 51 101 gi|265678901|ref|NR_029209.1 
strain 717 16S ribosomal RNA, partial sequence 240595 24207 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
complex. 

622200 Bacteria_16S 249005 249054 51 101 gi| 265678896 |ref|NR_029204.1 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Nei 
Microvirgula. 

622200 Bacteria_16S 256415 256464 51 101 gi| 265678891 |ref|NR_029199.1 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
622200 Bacteria_16S 468109 468158 51 101 gi| 265678739 |ref|NR_029044.1 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
622200 Bacteria_16S 576596 576645 51 101 gi| 265678668 |ref|NR_028973.1 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
622200 Bacteria_16S 588619 588668 51 101 gi|265678660|ref|NR_028965.1 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
622200 Bacteria_16S 615914 615999 15 101 gi|265678641|ref|NR_028946.1 
strain 289 16S ribosomal RNA, complete sequence 615203 61674 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

622200 Bacteria_16S 831050 831135 15 101 gi| 265678492 |ref|NR_028795.1 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococc 
622200 Bacteria_16S 832588 832687 1 101 gi| 265678491 |ref|NR_028794.1 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Entero 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

622200 Bacteria_16S 892965 893014 51 101 gi| 265678449 |ref|NR_028751.1 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 89373 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
622200 Bacteria_16S 894500 894549 51 101 gi| 265678448 |ref|NR_028750.1 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 89526 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
622200 Bacteria_16S 896035 896084 51 101 gi| 265678447 |ref|NR_028749.1 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 89680 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
622200 Bacteria_16S 934751 934836 15 101 gi| 265678422 |ref|NR_028724.1 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacter 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracac 
622200 Bacteria_16S 936278 936363 15 101 gi|265678421|ref|NR_028723.1 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacte 
622200 Bacteria_16S 948707 948756 51 101 gi| 265678413 |ref|NR_028715.1 
strain PHL 16S ribosomal RNA, partial sequence 947973 94948 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
622200 Bacteria_16S 950268 950317 51 101 gi|265678412|ref|NR_028714.1 
strain 133 16S ribosomal RNA, partial sequence 949535 95104 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
622200 Bacteria_16S 951827 951876 51 101 gi|265678411|ref|NR_028713.1 
strain 146 16S ribosomal RNA, partial sequence 951100 95259 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
622200 Bacteria_16S 954938 954987 51 101 gi| 265678409 |ref|NR_028711.1 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 95569 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria 
622200 Bacteria_16S 1002577 1002626 51 101 gi| 265678376 |ref|NR_028678.1 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 10033 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 
622200 Bacteria_16S 1037522 1037571 51 101 gi| 265678353 |ref|NR_028655.1 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 10382 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
622200 Bacteria_16S 1258069 1258154 15 101 gi| 219856813 |ref|NR_024632.1 
strain A431 16S ribosomal RNA, partial sequence 1257400 12588 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

622200 Bacteria_16S 1283515 1283564 51 101 gi|219846066|ref|NR_025656.1 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
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TAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAACCGGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAC 
CCGTACCGGAAGGTGCGGCTGGATCACCTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCTCGAGCGGCCGCCAGTGTGAT 
GGATATCTGCAGAATTCGGCTTAGAGTTGGATCCTGGCTCAGGACGAACGCTGGCGGCGCGCTTAACACATGCAAGTCGTGCGGTGTCGAAGGCAAGTCTTACGA 
CAAGCCTTCGACACAGCGGCGAACGGGTGAGTAACACGTGAGTAGCTGTCCTAAGGAGGGGGATAACGCCTGGAAACGGGTGCTAATACCCCATATGCCTCGCAA 
GAGGTGAAAGTGTACTTGTTACAGCCTTAGGGTGTGCTCGCGGCCTATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTAAGACGGGTAGCCGGCCTGAGAG 
GGTGTACGGCCACACTGGAATTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTT 
GGGGATGAAGCCCTTCGGGGCGTAAACCCATGTTGTAGGGGACGAAGAAAGTGACGGTACCCTACGAGAAAGCCCTGGCCAACTACGTGCCAGCAGCCGCGGTAA 
AACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCACGCAGGCGGTACGCCAAGTCGGGGGTGTAAAGTTACGGCTCAACCGTGACCTTGCAATC 
GATACTGGCGTACTGGAGTGCGGGAGAGGGAAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACGCCAGTGGCGAAGGCGGCTTCCTGGC 
CCGCGACTGACGCTCATGTGCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGGGTGCTAGGTGTAGGCGCGTCAAGCGT 
CTGTGCCGCAGTTAACGCGATAAGCACCTCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGT 
TTAATTCGATGCAAACCGAAGAACCTTACCTGGGTTTGACATGCAGGTGGTACGAGCCTGAAAGGGCGAGGACCGCATCTTCGGATGCGGAGCCTGCACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCGCCTAGTTGCCATCAGTTAGGCTGGGCACTCTAGGCGG 
ACTGCCGGCGACAAGTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCTTTAAGCCCAGGGCGACACACGTGCTACAATGGCCAGCACAGAGGGCTGCAA 
GTCCGCGAGGACAAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGCCGGAATCGCTAGTAATCGCCGGTCAGCCATA 
CGGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGTGCTCCCGAAGCCGCCGGCCCAACCCCGTAAGGGGAGGGAGGCGTC 
GAAGGAGTGTCTGATAAGGGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTAAGCCGAATTCCAGCACACTGGCGGCANNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCG 
AGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTTGCTACGGAATAACTCAGGGAAACTTGTGCTAATACCGTATGTGCCCGAA 
AGGGGAAAGATTTATCGGCAAAGGATCGGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATG 
AAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGG 
GCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGAA 
GTCTTGAGTATGGTAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACCATTACTGA 
CGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTTGGGGAGTTTACTCTTCGGTGGCGC 
AGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGCAGAACCTTACCAGCCCTTGACATACCGGTCGCGGACACAGAGATGTGTCTTTCAGTTCGGCTGGACCGGATACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCC 
GAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGC 
TAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCTCGCAAGAGGAGCGGCAGA 
CGGGTGAGTAACGCGTGGGAATCTACCTTTTGCTACGGAATAACTCAGGGAAACTTGTGCTAATACCGTATGTGCCCTTTTGGGGAAAGATTTATCGGCAAAGGA 
TGAGCCCGCGTTGGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTT 
TCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGG 
CGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGAAGTCTTGAGTATGGTAGAGGTGAGTG 
GAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGGAGTTTACTCTTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCT 
GGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCC 
CTTGAGATACCGGTCGCGGACACAGAGATGTGTCTTTCAGTTCGGCTGGACCGGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCATCATTTAGTTGGGCACTCTAAAGGGACTGCCAGTGATAAGCTGGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCAAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCTCAGTTCG 
GATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTTGGTTCTGCCCGAAGGCACTGTGCTAACCGTAAGGAGGCAGGTGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAG 
GGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGCGGGGAAGTGCTTGCACTTCTGCCG 
GCGAGTGGCGAACGGGTGAGTAACATATTGGAACGTACCGAGTAATGGGGGATAACTGATCGAAAGATTAGCTAATACCGCATACGCTCTGAGGAGGAAAGCAGG 
GGACCTTCGGGCCTTGCGTTATTCGAGCGGCCAATATCTGATTAGCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCGGGTCTGAGAGGATGAT 
CCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAA 
GAAGGCCTTCGGGTTGTAAAGGACTTTTGTCAGGGAAGAAAAGGGAGATGCTAATACCATTTCCTCATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTCAA 
CCTGGGAACTGCGTTCTGAACTGGGTGACTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCG 
AAGGCAGCCCCCTGGGATAATACTGACGTTCATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTG 
TTGGGCAACTTGATTGCTTAGTAGCGTAGCTAACGCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACA 
AGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTACGGAATCCTCCAGAGACGGAGGAGTGCCTTCGGGAGCCGTAA 
CACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTGGTTGGGCACT 
CTAATGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAG 
GGTAGCCAAGCCGCGAGGCGGAGCCAATCTCACAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCAGGT 
CAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNCAGCGGGGTAGTGCTTGCACTACTGCCGGCGAGTGGCGAACGGGTGAGTAACATATCGGAACGTACCGGGCAGTGGGGGATAACTGATCGAAA 
GATCAGCTAATACCGCATATTTTCTGAGGAAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCCGAGCGGCCGATATCTGATTAGCTGGTTGGCGGGGTAAAGGC 
CCACCAAGGCGACGATCAGTAGCGGGTCTGAGAGGACGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGAC 
AATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTCGGGGAAGAAAAGGTCGGGGTTAATACCCTCGGCT 
GATGACGGTACCCGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGGGCGC 
AGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTCAACCCGGGAATTGCGTTCTGAACTGGGTGGCTAGAGTGTGTCAGAGGGAGGTAGAATTCCACGTGTA 
GCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGTTCATGCCCGAAAGCGTGGGTAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCCTAAACGATGTCGATTAGCTGTTGGGCAGCCTGACTGCTTGGTAGCGAAGCTAACGCGTGAAATCGACCGCCTGGGGAGTACGGTC 
GCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCCGGTTTTGACATGTACG 
GAATCCTCCGGAGACGGGGGAGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGTCATTAGTTGCCATCATTCAGTTGGGCACTCTAATGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTA 
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monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Vibrio rumoiensis 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Oceanobacter kriegii 


kriegii Bacteria; 


Agrobacterium 
8 Agrobacterium 
eae; 


Acidovorax defluvii 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Thauera selenatis 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Vibrio tapetis strain 


Spirochaeta africana 


Shewanella benthica 


ella benthica Bacteria; 


Thauera aromatica 


Zoogloea ramigera 


Vibrio nereis strain 
a; Proteobacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Polaromonas vacuolata 


Azoarcus tolulyticus 


622200 Bacteria_16S 


strain Karp 16S r 
Proteobacteria; A 


622200 Bacteria_16S 


strain DSS12 16S 


Proteobacteria; G 


622200 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


622200 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


622200 Bacteria_16S 


strain gal 1261 1 
Proteobacteria; A 


622200 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


622200 Bacteria_16S 


strain SW-117 16S 
Proteobacteria; G 


622200 Bacteria_16S 


HDS1-1 16S riboso 
Gammaproteobacter 


622200 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


622200 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


622200 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


622200 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


622200 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


622200 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


622200 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


622200 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


622200 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


622200 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


622200 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


622200 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


622200 Bacteria_16S 


strain Kll1 16S ri 
Proteobacteria; B 


622200 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


622200 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


ammaproteobacteria; Vibrionales; Vibrion 
64330 64378 52 101 gi 
n 267 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
266917 266965 52 101 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
294238 294286 52 101 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
307930 307978 52 101 gi 
S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
322989 323089 1 102 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
498913 498961 52 101 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500465 500513 52 101 gi 


en 


ri 


al 


ue 
S; 


ma. 


ae 


en 
ri 


etaproteobacteria; Burkholderiales; Co: 
533966 534014 52 101 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
537018 537066 52 101 gi 
osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
620451 620499 52 101 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 


ma. 


ma. 


ti 


1 
ba 


622200 Bacteria_16S 


lusitanum strain 


738687 738735 52 101 gi 
P6-12 16S ribosomal RNA, 


aceae; 


ce 63592 
ales; Ox 


265678882 
266185 26767 


obactera 


265678864 


nce 
Chlorob 


265678855 
complete sequence 307188 30872 


monadace 


265678845 
322285 32381 


Haloth 


’ 


265678719 


ce 49817 
ales; Co 


265678718 
6S ribosomal RNA, partial sequence 499730 50125 


monadace 


265678696 
533233 53475 


monadace 


265678694 
536318 53780 


liaceae; 


265678638 


sequence 
cteria; 


265678555 
complete sequence 737948 739471 Herbaspirillum lusitanum 


Vv 
265679021 


ibrio. 
ref|NR_029329.1 

65117 Herba 
alobacteraceae; 
ref|NR_029188.1 
2 Oxalobacter f 
ceae; Oxalobact 
ref|NR_029170.1 

293547 29500 
iaceae; Prosthe 
ref|NR_029161.1 
3 Comamonas tes 


Ss 


e 


5 
c 


3934893 3934978 15 101 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
ibosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
lphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

3951004 3951077 27 101 gi|219846258|ref|NR_025848.1| Shewanella violacea 
ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

3963044 3963093 51 101 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
bosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

3964551 3964600 51 101 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 

3980387 3980472 15 101 gi|219846238|ref|NR_025828.1| Rhizobium galegae 
6S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
lphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

4028456 4028529 27 101 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 

ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4030005 4030078 27 101 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 

ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4046698 4046783 15 101 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
mal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

4103923 4104008 15 101 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
mal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

4122260 4122309 51 101 gi|219846135|ref|NR_025725.1| Petrobacter 
strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

4152945 4153030 15 101 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 

ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4179079 4179152 27 101 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
6S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4186686 4186771 15 101 gi|219846085|ref|NR_025675.1| Vibrio superstes 
ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 

Oxalobacter formigenes 
ormigenes Bacteria; 
ri, 

Prosthecochloris 

Prosthecochloris 
ochloris. 

Comamonas testosteroni 
tosteroni Bacteria; 


ae; Comamonas. 

ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 

ref|NR_029024.1| Hydrogenophaga 

8 499679 Hydrogenophaga defluvii 
mamonadaceae; Hydrogenophaga. 
ref|NR_029023.1| Hydrogenophaga atypica 
6 Hydrogenophaga atypica Bacteria; 


ae; Hydrogenophaga. 
ref|NR_029001.1| Ottowia thiooxydans 
7 Ottowia thiooxydans Bacteria; 
ae; Ottowia. 
ref|NR_028999.1| Caminibacter profundus 
2 Caminibacter profundus Bacteria; 
Caminibacter. 
ref|NR_028943.1| Caminibacter 

619766 621178 Caminibacter 
Nautiliales; Nautiliaceae; Caminibacter. 
ref|NR_028859.1| Herbaspirillum 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 


622200 Bacteria_16S 757533 757581 52 101 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
622200 Bacteria_16S 801990 802090 1 102 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

622200 Bacteria_16S 823358 823406 52 101 gi|265678497|ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
622200 Bacteria_16S 827922 828022 1 102 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

622200 Bacteria_16S 829498 829598 1 102 gi|265678493|ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

622200 Bacteria_16S 862897 862945 52 101 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

622200 Bacteria_16S 873531 873579 52 101 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
strain N-1 16S ribosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

622200 Bacteria_16S 879234 879334 1 102 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcaceae; Prochlorococcus. 


622200 Bacteria_16S 942456 942504 52 101 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

622200 Bacteria_16S 944019 944067 52 101 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

622200 Bacteria_16S 945582 945630 52 101 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

622200 Bacteria_16S 947142 947190 52 101 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

622200 Bacteria_16S 953379 953427 52 101 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

622200 Bacteria_16S 1146328 1146376 52 101 gi|253680759|ref|NR_028007.1| Collimonas fungivorans 
strain Ter6 16S ribosomal RNA, partial sequence 1145612 1147064 Collimonas fungivorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

622200 Bacteria_16S 1179636 1179684 52 101 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

622200 Bacteria_16S 1193193 1193241 52 101 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

622200 Bacteria_16S 1197855 1197903 52 101 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
622200 Bacteria_16S 1200726 1200826 1 102 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

622200 Bacteria_16S 1338374 1338422 52 101 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 

622200 Bacteria_16S 1480875 1480923 52 101 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

622200 Bacteria_16S 1623094 1623142 52 101 gi|219878461|ref|NR_025600.1| Sutterella 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 1622384 1623838 Sutterella 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella. 
622200 Bacteria_16S 1769256 1769304 52 101 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 


strain 525 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


Nautilia. 


1768558 1770021 Nautilia lithotrophica Bacteria; 


622200 Bacteria_16S 1836107 1836155 52 101 
denitrificans strain Chol-1S 16S ribosomal RNA, 
denitrificans Bacteria; Proteobacteria; 
Sterolibacterium. 
622200 Bacteria_16S 


1878774 1878822 52 101 


complete 
Betaproteobacteria; 


gi|219878311 


gi|219878282 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 


sequence 
Rhodocyclales; 


NR_025450.1| Sterolibacterium 
98 Sterolibacterium 
Rhodocyclaceae; 


Limnobacter 
7 Limnobacter 


NR_025421.1 
1878060 187954 


thiooxidans Bacteria; Proteobacteria; Betaproteobacteri 
622200 Bacteria_ 


strain DSM 11334 
Proteobacteria; 


622200 Bacteria_ 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial 
mannitolilytica Bacteria; 


Ralstonia. 


622200 Bacteria_ 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 
nitrativorans Bacteria; 
622200 Bacteria_ 
strain Se-1111R 1 


Proteobacteria; 


622200 Bacteria_ 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 


622200 Bacteria_ 
propionicum strain DSM 43307 16S ribosomal RNA, partial 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 

622200 Bacteria_ 
avidum strain DSM 


Proteobacteria; 


622200 Bacteria_ 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 
henchirensis Bacteria; 
622200 Bacteria_ 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; 
622200 Bacteria_ 


strain DSM 11853 
Proteobacteria; 


622200 Bacteria_ 
campinensis strain WS2 16S ribosomal RNA, partial sequenc 


Bacteria; 
strain KF46F 16S 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


622200 Bacteria_16S 


16S 1897445 1897493 52 101 gi 


16S 1922816 1922864 52 101 gi 


Proteobacteria; 


16S 1936511 1936559 52 101 gi 


Proteobacteria; 


16S 1947235 1947283 52 101 gi 


16S 1971285 1971333 52 101 gi 


16S 2076904 2076981 5 82 gi 


16S 2081575 2081652 5 82 gi 


16S 2122672 2122720 52 101 


ribosomal RNA, partial sequence 


gi 


16S 2178647 2178695 52 101 gi 


Proteobacteria; 


16S 2230120 2230168 52 101 gi 


Proteobacteria; 


16S 2274541 2274589 52 101 gi 


16S 2276075 2276123 52 101 gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
622200 Bacteria_ 


16S 2304696 2304744 52 101 
ribosomal RNA, partial sequence 


gi 


16S 2315342 2315390 52 101 gi 


16S ribosomal RNA, partial sequence 


Betaproteobacteria; Burkholderiales; Coma 
622200 Bacteria_ 
denitrificans strain 123 16S ribosomal RNA, partial seque 
denitrificans Bacteria; 
622200 Bacteria_16S 
strain SPS-1037 1 


16S 2353023 2353071 52 101 gi 


Proteobacteria; 
2410860 2410908 52 


101 gi 


2436688 2436736 52 101 gi 


2531982 2532030 52 101 gi 


2543449 2543497 52 101 gi 


2546562 2546610 52 101 gi 


strain ATCC 19624 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 


a; 
219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
219878246 


Betaproteobacteria; 
219878237 


Betaproteobacteria; 
219878230 
6S ribosomal RNA, partial sequence 1946525 19480 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
219878214 


219878138 
sequence 
Actinomycetales; Propionibacterineae; 


219878135 
4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Propionibacterium. 
622200 Bacteria_ 


strain AU2944 16S 


219857653 
2121958 21233 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
219857614 


Betaproteobacteria; Burkholderiales; 
219857579 


Betaproteobacteria; 
219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
219857549 


219857526 
2303983 23054 
Betaproteobacteria; Burkholderiales; Coma 
622200 Bacteria_ 
strain KCTC 12005 


219857519 


219857492 


Betaproteobacteri 
219857453 
6S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Tepi 
622200 Bacteria_16S 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 24374 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
622200 Bacteria_16S 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 25327 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
622200 Bacteria_16S 
palleronii strain CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 


219857430 


rk 
219857356 


rk 
219857348 
s 


Burkholderiales; 
ref|NR_025404.1 
Bordetella. 
ref|NR_025385.1 
sequence 1922112 192356 
Burkholderiales; 


ref|NR_025376.1 

1935800 193729 
Burkholderiales; 
ref |NR_025369.1 
Bordetella. 
ref |NR_025353.1 

1970584 197204 
Burkholderiales; 


ref|NR_025277.1 
2076251 207775 


ref|NR_025274.1 


Propionibacterineae; 
ref |NR_025242.1 
Ralstonia. 


NR_025203.1 
177978 217937 


ref 
2 


ref 
2308 
Neisseriales; Neisser 
ref|NR_025138.1 


Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
Burkholderiaceae; 
ref|NR_025114.1 


e 22753 


monadaceae; Xenophilus. 
ref|NR_025107.1 
2314634 2316097 Comamo 
monadaceae; Comamonas. 
ref|NR_025080.1 
2352316 235375 
Burkholderiales; Coma 
ref|NR_025041.1 


nce 
a; 


dimonas. 
ref|NR_025018.1 
holderiaceae; 
ref 


Cupriavidu 
NR_024944.1 


holderiaceae; Cupriavidu 
ref |NR_024936.1 
equence 2542716 254422 
Burkholderiales; Comamon 


219857346 


ref|NR_024934.1 


Burkholderiaceae; 


Comamonadaceae; 


Comamonadaceae; 


Limnobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Ralstonia 
0 Ralstonia 


Burkholderiaceae; 


Comamonas 
7 Comamonas 
Comamonas. 
Bordetella petrii 


20 Bordetella petrii Bacteria; 


Herbaspirillum 
9 Herbaspirillum 


Oxalobacteraceae; 


Propionibacterium 
6 Propionibacterium 
Propionibacterium 
Propionibacteriaceae; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Ramlibacter 

0 Ramlibacter 
Ramlibacter. 
Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Cupriavidus 

vidus campinensis 
Cupriavidus. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 

Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 


Hylemonella gracilis 


2545837 2547323 Hylemonella gracilis Bacteria; 


622200 Bacteria_16S 2560315 2560415 1 102 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

622200 Bacteria_16S 2644896 2644944 52 101 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

622200 Bacteria_16S 2674946 2674994 52 101 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

622200 Bacteria_16S 2676406 2676454 52 101 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
strain Pd55 16S ribosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

622200 Bacteria_16S 2718362 2718410 52 101 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

622200 Bacteria_16S 2749669 2749717 52 101 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

622200 Bacteria_16S 2757248 2757348 1 102 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

622200 Bacteria_16S 2868073 2868121 52 101 gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

622200 Bacteria_16S 2898683 2898763 5 85 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

622200 Bacteria_16S 2904818 2904918 1 102 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

622200 Bacteria_16S 2989859 2989956 1 101 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

622200 Bacteria_16S 3026153 3026237 16 101 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
622200 Bacteria_16S 3218352 3218400 52 101 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

622200 Bacteria_16S 3350246 3350294 52 101 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 
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622200 Bacteria_16S 185917 186016 1 101 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

622200 Bacteria_16S 198062 198145 17 101 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 212143 212226 17 101 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 221315 221410 5 101 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

622200 Bacteria_16S 224357 224456 1 101 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

622200 Bacteria_16S 225798 225893 5 101 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 227305 227400 5 101 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

622200 Bacteria_16S 228811 228906 5 101 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 230319 230414 5 101 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 245837 245932 5 101 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

622200 Bacteria_16S 262292 262387 5 101 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

622200 Bacteria_16S 268344 268439 5 101 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

622200 Bacteria_16S 297271 297366 5 101 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 309399 309498 1 101 gi|265678854|ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

622200 Bacteria_16S 333883 333978 5 101 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

622200 Bacteria_16S 353453 353536 17 101 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

622200 Bacteria_16S 354912 354995 17 101 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

622200 Bacteria_16S 371305 371388 17 101 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

622200 Bacteria_16S 386640 386687 53 101 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
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468944 470395 Actinomadura latina Bacteria; 
Streptosporangineae; Thermomonosporaceae; 
gi|265678732|ref|NR_029037.1| Mycobacterium 
478074 479572 Mycobacterium 
Actinomycetales; Corynebacterineae; 
gi|265678731|ref|NR_029036.1| Mycobacterium 
nce 479623 481120 Mycobacterium boenickei 


ales; Corynebacterineae; Mycobacteriaceae; 
101 gi|265678720|ref|NR_029025.1| Streptococcus 
sequence 496622 498127 Streptococcus 
Streptococcaceae; Streptococcus. 
101 gi| 265678709 |ref|NR_029014.1| Lactobacillus rossiae 
513446 514813 Lactobacillus rossiae Bacteria; 
Lactobacillus. 
101 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
530243 531694 Mycobacterium chimaera Bacteria; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
101 gi|265678693|ref|NR_028998.1| Mycobacterium 
partial sequence 537853 539333 Mycobacterium 
dae; Actinomycetales; Corynebacterineae; 
101 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
545475 546925 Enterobacter kobei Bacteria; 
Enterobacteriaceae; Enterobacter. 
101 gi|265678685|ref|NR_028990.1| Lactobacillus 
quence 550095 551652 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
101 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 


101 


101 


101 


Cl 


101 


101 


101 


6S ribosomal RNA, partial sequence 554659 55615 
ammaproteobacteria; Pseudomonadales; P 


gi 


6S ribosomal RNA, partial sequence 556201 55769 
ammaproteobacteria; Pseudomonadales; P 


gi 


partial 


gi 


n ATCC 27768 16S ribosomal RNA, partia 
lostridi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 


EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


seudomonad 
265678681 


seudomonad 

265678665 

sequence 
Actinomy 


v 


265678656 
1 sequence 
ales; Rumi 
265678655 

59545 
nomycineae 
265678648 
ence 60442 
irillales; 


acea 
ref 


e; Pseudomon 
NR_028986.1 


aceae; Pseudomon 
ref|NR_028970.1 

580337 581817 
cetales; Coryneb 


NR_028961.1 
593943 595404 
nococcaceae; Fae 
ref |NR_028960.1 
5 596820 Actino 
; Actinomycetace 
ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


265678640 


ref |NR_028945.1 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 
Mycobacterium 
Mycobacterium 
acterineae; 


Faecalibacterium 
Faecalibacterium 
calibacterium. 
Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Saccharospirillum 
rospirillum impatiens 
aceae; 


Mycobacterium 


616795 618320 Mycobacterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


622200 Bacteria_16S 624881 624976 5 101 
strain E846 16S ribosomal RNA, partial sequence 
622200 Bacteria_16S 638647 638746 1 101 
rhizophila strain 
Bacteria; 
622200 Bacteria_16S 649485 649568 17 101 
acidiphila strain B2 16S ribosomal RNA, partial 
Bacteria; 
622200 Bacteria_16S 


650942 651041 1 101 


urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial seque 
Lactobacillales; Aerococcacea 


urinaehominis Bacteria; 
622200 Bacteria_16S 
strain 279-56 16S 
Proteobacteria; 
cloacae complex. 
622200 Bacteria_16S 683970 684041 29 101 
strain CK74 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
622200 Bacteria_16S 690137 690236 1 
strain DSM 30039 
Proteobacteria; 
622200 Bacteria_16S 691689 691788 1 
warmboldiae strain NSW 326 
warmboldiae Bacteria; 
Buttiauxella. 
622200 Bacteria_16S 
strain ThSch 12 1 
Proteobacteria; 
622200 Bacteria_16S 712468 712563 5 101 
strain gM-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
662804 662903 1 101 
ribosomal RNA, partial sequence 


101 


101 
Proteobacteria; 


703643 703742 1 101 


gi 


624219 62572 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


e-pl0 16S ribosomal RNA, partial sequence 63798 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


gi 


sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


gi 


gi 


662137 66364 
Gammaproteobacteria; Enterobacteriales; 


gi 


683287 68472 
Clostridiaceae; 


gi 


16S ribosomal RNA, partial sequence 689459 69096 
Gammaproteobacteria; Enterobacteriales; 


gi 


16S ribosomal RNA, partial 
Gammaproteobacteria; 


gi 


6S ribosomal RNA, partial sequence 702960 70436 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


gi 


711792 71330 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


622200 Bacteria_16S 714027 714122 5 101 


botniense strain 


gi 


E347 16S ribosomal RNA, partial sequen 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 


622200 Bacteria_16S 720264 720347 17 101 


gi 


biprosthecium strain ACM 2498 16S ribosomal RNA, partia 
biprosthecium Bacteria; Proteobacteria; Alphaproteobact 


Asticcacaulis. 


622200 Bacteria_16S 728047 728146 1 101 


gi 


sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; 
622200 Bacteria_16S 
halophila strain 
Bacteria; 
622200 Bacteria_16S 737112 737163 49 101 
strain PIPN-2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; 
622200 Bacteria_16S 768088 768171 17 

strain J1 16S ribosomal RNA, partial sequence 


733977 734076 1 101 


101 


Proteobacteria; Gammaproteobacteria; Chromati 


gi 


4270 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Chromati 


gi 


Entomoplasmataceae; 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 


622200 Bacteria_16S 771163 771262 1 101 
strain Uedal07 16S ribosomal RNA, partial sequence 
Proteobacteria; 
622200 Bacteria_16S 775887 775986 1 101 
strain HKU4 16S ribosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Pseudomonadales; P 


gi 


265678635 


265678625 


xX 
265678618 
64884 


265678617 


265678607 
Enterobac 
265678593 


Clostridiu 
265678589 


Enterobac 

265678588 
sequence 

Entero 


265678580 


265678574 


nebacterin 
265678573 
ce 71335 
ales; Cory 


265678568 
1 sequence 
eria; Caul 


265678563 

72737 
ales; Ecto 
265678559 
ce 73331 


ref|NR_028940.1 


7 Enterobacter 
teriaceae; 


ref|NR_028898.1 
3 Clostridium a 
m. 
ref |NR_028894.1 
3 Citrobacter f 
teriaceae; 
ref |NR_028893.1 
691014 69252 
bacteriales; 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028879.1 


eae; 
ref 


NR_028878.1 
neba 
ref 


i 
obacterales; 


NR_028872.1 


ref |NR_028867.1 


ref |NR_028863.1 


5 Mycobacterium 


Enterobacter; 


0 
Enterobacteriaceae; 


8 Mycobacterium 


19632 721036 
Caulobacteraceae; 


Mycobacterium palustre 
palustre Bacteria; 


Mycobacteriaceae; Mycobacterium. 


ref |NR_028930.1| Stenotrophomonas 

2 639478 Stenotrophomonas rhizophila 
anthomonadaceae; Stenotrophomonas. 
ref|NR_028923.1| Methylocapsa 

0 650254 Methylocapsa acidiphila 
rinckiaceae; Methylocapsa. 
ref|NR_028922.1] Aerococcus 

nce 650305 651625 Aerococcus 
e; Aerococcus. 

ref|NR_028912.1] Enterobacter cloacae 


cloacae Bacteria; 
Enterobacter 


Clostridium acidisoli 
cidisoli Bacteria; 


Citrobacter freundii 
reundii Bacteria; 


Citrobacter. 


Buttiauxella 
Buttiauxella 


Lamprocystis purpurea 
purpurea Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


9 714869 Mycobacterium botniense 
cterineae; Mycobacteriaceae; 


Asticcacaulis 
Asticcacaulis 


Thiorhodospira 


0 728734 Thiorhodospira sibirica 
thiorhodospiraceae; Thiorhodospira. 


Thiohalocapsa 


9 734742 Thiohalocapsa halophila 


ales; Chromatiaceae; Thiohalocapsa. 

265678556 |ref|NR_028860.1| Entomoplasma lucivorax 
736380 737897 Entomoplasma lucivorax Bacteria; 

Entomoplasma. 

265678534|ref|NR_028838.1| Devosia neptuniae 
767437 768914 Devosia neptuniae Bacteria; 

microbiaceae; Devosia. 

265678532 |ref|NR_028836.1| Cellvibrio japonicus 
770475 771983 Cellvibrio japonicus Bacteria; 

seudomonadaceae; Cellvibrio. 

265678529 |ref|NR_028833.1| Streptococcus sinensis 
775183 776694 Streptococcus sinensis Bacteria; 

occus. 

265678505|ref|NR_028808.1| Mycobacterium 

rtial sequence 810468 811984 Mycobacterium 


Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
622200 Bacteria_16S 811140 811235 5 101 gi 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 


montefiorense Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 818710 818809 1 101 
strain 12993 16S ribosomal RNA, partial sequence 
Proteobacteria; 
622200 Bacteria_16S 820215 820314 1 101 
strain 256 16S ribosomal RNA, partial sequence 
Proteobacteria; 
622200 Bacteria_16S 


841630 841729 1 101 


alkaliphilum strain 24 16S ribosomal RNA, partial sequence 


gi 


818049 81950 
Gammaproteobacteria; Enterobacteriales; 


gi 


819558 82101 
Gammaproteobacteria; Enterobacteriales; 


gi 


265678500 


265678499 


265678485 


e; Actinomycetales; 


ref|NR_028803.1 


ref|NR_028802.1 


ref 


NR_028788.1 


Corynebacterineae; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


Enterobacteriaceae; Kluyvera. 


Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


Enterobacteriaceae; Kluyvera. 


Marinospirillum 


840981 842417 Marinospirillum alkaliphilum 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 


TGACCGGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAGCCGCGAGGCGGAGCCAATCTCACAAAACCGATCGTAGTCCGGATTGCACTCTGCA 
ACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGG 
GGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGT 
CGAGCGAGAAACCTTCGGGTTTCTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGTGGGGGATAGCCTTCCGAAAGGAAGATTAATACCGCAT 
AACATTGTACGTTCGCATGAAGCAATAATTAAAGGAGTAATCCGCTTTGAGATGGACCCGCGGCGCATTAGCTAGTTGGAGAGGTAACGGCTCACCAAGGCAACG 
ATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAGCTCTGTCTTTTGGGACGATAATGACGGTACCAAAGGAGGAAGCCACGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGATGTGTAGGCGGATATTTAAGTGAGATGTGAAATCCCCGAGCTCA 
ACTTGGGGGCTGCATTTCAAACTGGGTATCTAGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCCGTGAAATGCGTAGAGATTAGGAAGAACATCAGTGCC 
GAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCCGTAAACGATGAGTACTAGGT 
GTAGGAGGTATCGACTCCTTCTGTGCCGCAGTTAACACAATAAGTACTCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCCCCTGAATAACGTAGAGATACGCGAAGCCCTTCGGGGCAGGG 
AGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTTAGTTGAGCAC 
TCTAGTGAGACTGCCCGGGTTAACCGGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGTGAGAACAAC 
GAGATGCAATACCGCGAGGTGGAGCAAAACTTCAAAACTCATCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCGAAT 
CAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCTGGTAACACCCGAAGTCCGTGAGGTAACCTTTATTGGGGCCAG 
CGGCCGAAGGTGGGATTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTA 
ACACATGCAAGTCGCACGAGAAAGCTTCAGCTTGCTGAAGCGAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTATCCTTGAATCTGGAATAACCTTT 
CGAAAGGGGGGCTAATACCGGATAACATCAGGGGTGCTTCGGCATTTTTGATCAAAGGTGGCCTCTACATGTAAGCTACTGTTTATGGAGGAGCCCGCGTACCAT 
TAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGACTCCTACGGGA 
GGCAGCAGTGAGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAAGCTCTGTCAAGTGGGAAGAACC 
TGGTAAAGGTTAATATCCTTTATCACTGACGGTACCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCGG 
ATTTACTGGGCGTAAAGCGCGCGCAGGCGGTTTTTTAAGTCGGATGTGAAATCCCGGGGCTCAACCCCGGACGTGCATTCGAAACTGGGAGACTTGAGTATGGGA 
GAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGATTCGCGAAG 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGGTGATCACTAGGTGTAGCGGGTATTGACCCCTGCTGTGCCGGAGCTAACGCATTA 
AGTGATCCGCCTGGGGAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGA 
ACCTTACCTGGGTTTGACATCTCGGGGATCTTTATGAAAGTAGAGAGTGCCCTTCGGGGAGCCCGATGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTACCATCACTTCGGGTGGGGACTCTAGAGATACTGCCCCGGTCAACGGGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCTTTATGCCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTCGCGATCCCGCGAGGGTGAGCTAATCCCAGAAAG 
CCGGCCCAAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGAGAGTTGGTTGTACCAGAAGTTGTTGGGCTAACCTTTCGAGGGAGCAGGCACCTAAGGTATGGTTGATAATTAGGGTGAAGTCGT 
AACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCA 
AGTCGTACGAGAACACTCTAGCTTGCTAGGGTAAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGGTAACCTACCTTCGAATTGGGGATAACGTTGCGAAAGCGA 
CGCTAATACCGAATGATATCGAATGATCCTCGGAGCATTCGATCAAGGGTGGCCTCTTCATGAAAGCTACTGTTTGAAGATGGGCCCGCGTACCATTAGCTTGTT 
GGTGGGGTAATGGCCTACCAAGGCGACGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGACTCCTACGGGAGGCAGCAGT 
GAGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCAAGTGGGAAGAACCTATATAATG 
TTAATACCATTATATACTGACGGTACCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCGGAATCATTGG 
GCGTAAAGAGCACGTAGGCGGCCTGGTAAGTCAGATGTGAAAGCCCGGGGCTTAACCTCGGAAGTGCATTTGATACTGTCAGGCTTGAGTATGGGAGAGGGAAGT 
GGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGGTGGGGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGTGCGAAGGCGTGGGTA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTTGATCACTAGGTGTAGCGGGTATTGACCCCTGCTGTGCCGCAGTTAACGCATTAAGTGATCCG 
CCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCT 
GGATTTGACATCCCGGGAATCCTATCGAAAGACTGGAGTGCCCTTCGGGGAGCCCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTACCATCATTTAGTTGGGGACTCTAAAGATACTGCCCCGGTCAACGGGGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCTTTATGTCCAGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTCGCGAACCCGCGAGGGTAAGCCAATCCCAAAAAGCCGTCCCAAG 
TTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGAGAGTTGGTTGTACCAGAAGTCGTCGGGCTAACCCTTCGGGGATGCAGGCGCCTAAGGTATGGCTGATAATTAGGGTGAAGTCGTAACAAGGTAG 
CCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGA 
ACGCGAAAGTTTTCTTCGGAAGACGAGTAGAGTGGCGCACGGGTGAGTAACGCGTAAGTAATCTGCCCTGGTATCTGGGATAACCCACCGAAAGGTGTGCTAATA 
CGGGATACGCTGATTTATCAGGAAAGGTGGCCTCTTCATGAAAGCTACTGTACCAGGAGGAGCTTGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAG 
GCGACGATGGTTAGCGGGTCTGAGAGGATGATCCGCCACACTGGAACTGAAACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGG 
AAACCCTGACGCAGCGACGCCGCGTGGATGATGAAGGCCTTCGGGTCGTAAAATCCTGTCAGATGGAAAGAAATGTAGTATGCCTAATACGTGTACTATTTGACG 
GTACCATCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGC 
TCTATAAGTCAGATGTGAAAGTCCACGGCTCAACCGTGGAAGTGCATTTGAAACTGTATGGCTTGAGTACTGGAGGGGGTGGTGGAATTCCCGGTGTAGAGGTGA 
AATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACCACCTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCAACTAGGTGTTGGGACGGTTAATCGTCTCATTGCCGCAGCTAACGCAATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCTTGACATCCCGAGAATCT 
TTTGGAAACAAGAGAGTGCCTCTTTGAGGAGCTCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTCTTTAGTTGCCAGCATTCAGTTGGGCACTCTAAAGAGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGA 
CCAGGGCTACACACGTACTACAATGGCATAAACAGAGGGCAGCGACATCGCGAGGTGAAGCGAATCCCAAAATTATGTCTCAGTCCGGATTGGAGTCTGCAACTC 
GACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGGTTGT 
ACCAGAAGCAGTTGAGCTAACCGTAAGGAGGCAGGCTGCCAAGGTATGATTGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGGAGCTTGCTCCTTGGGT 
GACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGG 
GGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGA 
CCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGA 
AGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCGTTGTGGTTAATAACCGCAGCGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCA 
ACCTGGGAACTGCATCCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGC 
GAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGA 
GGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTG 
AGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAA 
CTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAA 


622200 Bacteria_16S 
strain AMX51 16S 


622200 Bacteria_16S 
strain CFBP 5236 
Proteobacteria; 

622200 Bacteria_16S 


strain 19 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
622200 Bacteria_16S 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 
Kineococcus. 


Kineosporiaceae; 
622200 Bacteria_16S 
strain BARC318 16 
Tenericutes; Moll 
622200 Bacteria_16S 
strain CDC 2970-5 
Bacteria; 
622200 Bacteria_16S 


strain 167 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 
622200 Bacteria_16S 
strain B1333 16S 
Firmicutes; 
622200 Bacteria_16S 
yabuuchiae strain 
Bacteria; 
622200 Bacteria_16S 
strain DAPP-PG 22 


622200 Bacteria_16S 
strain I-273 16S 
Firmicutes; 
622200 Bacteria_16S 
acetoxidans DSM 7 
DSM 771 Bacteria; 
622200 Bacteria_16S 
colihominis DSM 1 
17241 Bacteria; 
622200 Bacteria_16S 
ATCC 43969 
Bacteria; 

622200 Bacteria_16S 
ATCC 29909 
Bacteria; 

622200 Bacteria_16S 
ATCC 33641 
Bacteria; 

622200 Bacteria_16S 
ATCC 43970 
Bacteria; 

622200 Bacteria_16S 
pacificum DSM 126 
DSM 12653 Bacteria; 
Carboxydibrachium. 
622200 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 
622200 Bacteria_16S 
strain CDC 941078 


Mycobacterium. 
622200 Bacteria_16S 
strain ELCA-2 16S 
Tenericutes; Moll 
622200 Bacteria_16S 
strain PYAN-1 16S 
Tenericutes; Moll 
622200 Bacteria_16S 


S ribosomal RNA, 
icutes; 


ribosomal RNA, 
Lactobacillales; 


ribosomal RNA, 
Lactobacilla 


71 16S 
Firmicutes; 


7241 16 
Firmicutes; 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


icutes; 


icutes; 


843121 843204 17 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


844694 844793 1 


846236 846335 1 


Clostridiales; 
852076 852171 5 


982356 982407 49 


987028 987127 1 


988608 988707 1 


996402 996501 1 


1067856 1067939 17 


1078159 1078242 17 


1117549 1117648 1 
partial 
les; 
1159838 1159937 1 


1184108 1184207 1 


Clostridia; 


1185571 1185670 1 


1187082 1187181 1 


1188593 1188692 1 


1190104 1190203 1 


1194691 1194790 1 


1235506 1235601 5 


1250551 1250646 5 


1278994 1279077 17 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


1281977 1282028 49 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


1303126 1303225 1 


Streptococcaceae; 


Clostridia; 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteri 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


RNA, partial sequence 
Gammaproteobacteria; 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


Clostridia; 


101 


Rhizobiales; 


101 


16S ribosomal RNA, partial sequence 844000 84550 
Gammaproteobacteria; Enterobacteriales; 


101 


Clostridiaceae; 


101 


101 


complete sequence 981620 98314 
Entomoplasmatales; 


9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Entomoplasmataceae; E 
101 gi| 265678386 
98633 

101 gi| 265678385 
987916 98944 
Enterobac 

101 gi| 265678380 


complete sequence 
Carnobacteriaceae; 


101 


Al-18 16S ribosomal RNA, partial sequence 10672 
Proteobacteria; Alphaproteobacteria; 


101 


4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


101 
sequence 


101 


ribosomal RNA, partial sequence 
Clostridiales; 


101 


S ribosomal RNA, partial sequence 
Clostridiales; 


101 


101 


101 


101 


101 


53 16S ribosomal RNA, partial sequence 
Firmicutes; 


101 


101 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


es; Corynebacterineae; M 
101 gi| 219846093 |ref|NR_025683.1 
1278319 12798 
Entomoplasmataceae; Mesoplasma. 
101 gi| 219846087 |ref|NR_025677.1 


101 


Granulicatella. 


Sphingomonadales; 


Streptococcus. 


Thermoanaerobacterale 


Entomoplasmataceae; 


gi|265678484 
842468 84394 
gi| 265678483 
Enterobac 
gi|265678482 
845553 84708 
Clostridiu 


gi| 265678478 


gi| 265678389 


995703 99724 


gi| 265678332 


265678324 

10775 
Sphingomon 
gi| 265678297 
1116890 11182 


gi 


228721485 
11591 
Peptococ 
228717037 
11834 
Ruminococc 
090 


gi 


gi 


11878 


11893 
ales; 
228715942 

11908 


228715634 
11940 


gi 


gi|219878254 


strain DSM 44346 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Act 


219857412 
12499 


gi 


1281261 12827 


e; Actinomycetales; 


Entomoplasma. 


ref|NR_028787.1 
Bosea. 
ref |NR_028786.1 
teriaceae; 
ref|NR_028785.1 


m. 
ref |NR_028781.1 

851409 852783 
Kineos 


ref|NR_028691.1 
ntomoplasma. 
ref |NR_028688.1 


Enterobacteriac 
ref |NR_028687.1 


teriaceae; 
ref |NR_028682.1 


ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028598.1 
82 Streptococcus 


ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027546.1 


Enterobacteriac 
ref|NR_027545.1 


Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 
ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 
ref|NR_025393.1 
123486 
inomycetales; Co 


ref|NR_025000.1 
18 1251238 Mycoba 


49 Entomoplasma 


gi|219846514 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 
Bradyrhizobiaceae; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 
Samsonia. 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Kineococcus 
Kineococcus 
poriineae; 


Entomoplasma freundtii 


1 Entomoplasma freundtii Bacteria; 


Citrobacter murliniae 


6 987865 Citrobacter murliniae 


eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
Citrobacter. 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Streptococcus pyogenes 
pyogenes Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Anaerotruncus 

truncus colihominis DSM 
ncus. 

Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 


ycobacteriaceae; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


ref|NR_026106.1 


Eubacterium 


cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 


Bacteria; Firmicutes; 


Clostridia; 


Clostridiales; 


Eubacteriaceae; 


Eubacterium. 


622200 Bacteria_ 


brockii subsp. br 
Thermoanaerobacter brockii subsp. brocki 
Thermoanaerobacte 


622200 Bacteria_ 


dysgalactiae subs 
Streptococcus dysgalactiae subsp. dysgal 


Streptococcaceae; 
622200 Bacteria_ 


silvestris strain 
Proteob 


Bacteria; 
622200 Bacteria_ 


nodulans strain O 
nodulans ORS 2060 


Methylobacterium. 
622200 Bacteria_ 


strain B-10-31 16 
G 


Proteobacteria; 
622200 Bacteria_ 


doudoroffii strai 
doudoroffii Bacte 


622200 Bacteria_ 


bryozoorum strain 
Proteob 
622200 Bacteria_16S 
avium stra 
avium Bact 


Bacteria; 


subsp. 
subsp. 
Mycobacteriaceae; 


622200 Bacteria_16S 
strain SW32 16S r 
G 
622200 Bacteria_16S 
9187 strain TA 4r 
Proteob 
622200 Bacteria_16S 
strain JCM3369 16 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Proteobacteria; 


Bacteria; 


Actinomadura. 


622200 Bacteria_16S 
canariasense stra 
canariasense Bact 


Mycobacteriaceae; 


622200 Bacteria_16S 
ruminatorw: 
rumin 
622200 Bacteria_16S 
strain T4 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
622200 Bacteria_16S 


subsp. 
equi subsp. 


litoralis strain 


litoralis Bacteri 
622200 Bacteria_16S 
strain CMS 38 16S 
G 
622200 Bacteria_16S 
strain CMS 35 16S 
G 
622200 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain IBS S6874 
Proteobacteria; 


lacusfryxellense 
lacusfryxellense 


622200 Bacteria_16S 
echinoides strain IMET 10491 16S ribosomal RNA, 
echinoides Bacteria; Proteobacteria; Alphaproteobacteri 
622200 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


622200 Bacteria_16S 


G 
622200 Bacteria_16S 


16S 
ockii strain HTD4 


1313757 1313856 1 101 gi 
16S ribosomal RNA, 


rales; Thermoanaerobacteraceae; Thermo 
16S 1323082 13231811 101 gi 
p- dysgalactiae strain ATCC 43078 16S 


Streptococcus. 
16S 1380745 1380828 17 101 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
16S 1397227 1397310 17 101 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


16S 1412208 1412307 1 101 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
16S 1455104 1455203 1 101 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
16S 1462541 1462640 1 101 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1476126 14762215 101 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1483828 1483927 1 101 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1495889 1495988 1 101 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1527474 1527569 5 101 gi 
S ribosomal RNA, partial sequence 


gi 


al 


v 


Stre 


1560681 1560776 5 101 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1609489 1609588 1 101 gi 
m strain CECT 5772 16S ribosomal RNA, 

atorum Bacteria; Firmicutes; Lactobaci 
1629059 1629142 17 101 gi 
osomal RNA, partial sequence 


11 


1633652 16337511 101 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1642755 1642854 1 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644316 16444151 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1645862 1645961 1 101 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
1683960 1684043 17 101 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1703910 1703993 17 101 gi 
partial 


v 


se 


rt 
tr 


s 
a; 
1726642 17267375 101 gi 
DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

1728181 1728276 5 


101 gi 


228718892 
parti 
i Bacteria; 
anaer 
228715345 
ribos 
actiae Bacteria; 


228717274 
ce 
les; 
228715764 
uence 
bacteria; 


224581450 
1411537 14130 
seudoalter 
224581417 
sequence 

ia; Aeromo 
224581411 
ence 14618 
nadales; 
219878445 


mp 
219857506 
1483159 14846 
H 
219846691 


da 
219857435 
1526835 15282 
pt 


219846147 
eq 


219878470 
pa 


219878457 
1628419 16298 
ri 
219878454 
eq 


219878448 
1642082 16435 
se 
219878447 
1643643 16451 


219878446 
1645204 16466 
omonadacea 
219878419 


219878405 


219878390 
eq 


ref|NR_027577.1 
al sequence 131309 
Firmicutes; 
obacter. 
ref|NR_027517.1 
RNA, partial se 
Firmicutes; 


omal 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
NR_027539.1 
1396599 139803 
Rhizobiales; Met 


13801 
Beije 


ref|NR_027234.1 
omonadaceae; Alg 
ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_027192.1 
62 1463368 Marino 
Alteromonadaceae; 
ref|NR_025584.1 

1475465 147693 
cetales; Coryneb 
Ts 


ref 


sequence 
Actinomy 
lex (MAC 
NR_025094.1 
alomonadaceae; Kushneri 
ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref |NR_025023.1 
88 Actinomadura 
ineae; Thermomo 


14952 
les; Aer 


osporang n 


ref |NR_025737.1 
1560055 156148 
cetales; Coryneb 


uence 
Actinomy 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025587.1 


rtial se 
ales; St 


nckiacea 


uence 
Aeromona 


udomonadacea 


ref 


e; Pseudomon 
NR_025586.1 
udomonadacea 
ref 


e; Pseudomon 
NR_025585.1 


Aeromonas. 
NR_025558.1 
168328 
Clostridiaceae; 
ref|NR_025544.1 
1703281 170468 
ales; Methylocys 
ref|NR_025529.1 
1725987 172747 


ales; Corynebact 


e; 
ref 
ial sequence 


idiales; 


equence 
Rhizobi 


uence 
inomycet 


q 
Lactobacillales; 


Thermoanaerobacter 
4 1314606 


Clostridia; 


Streptococcus 
uence 1322385 1323890 


Methylocella 

ocella silvestris BL2 

hylocella. 
Methylobacterium 

3 Methylobacterium 

hylobacteriaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
a. 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Streptococcus equi 

3 1610272 Streptococcus 
Streptococcus. 
Methylocella tundrae 


tundrae Bacteria; 


Oceanisphaera 

9 Oceanisphaera 

aceae; Oceanisphaera. 
Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Clostridium 

5 1684702 Clostridium 
Clostridium. 
Methylocystis 

7 Methylocystis 
taceae; Methylocystis. 
Mycobacterium 

1 Mycobacterium 
erineae; 


219878389 


ref|NR_025528.1 


Mycobacterium pulveris 


strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


622200 Bacteria_1 


strain DSM 44515 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
622200 Bacteria_16S 1731230 17313255 101 gi| 219878387 |ref|NR_025526.1 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 173206 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

622200 Bacteria_16S 1738842 17389375 101 gi| 219878382 |ref|NR_025521.1 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 173968 


cardiffensis Bact 


Actinomycetaceae; 


622200 Bacteria_16S 
halodurans strain 
Proteob 
622200 Bacteria_16S 


Bacteria; 


strain SE3104 16S 


Proteobacteria; Alphaproteobacteria; Rhodospiril 
622200 Bacteria_16S 
sulfidifaciens st 
sulfidifaciens Ba 
622200 Bacteria_16S 


asaccharovorans s 


asaccharovorans B 


Chelatococcus. 


622200 Bacteria_16S 
suimastitidis str 


suimastitidis Bac 
Actinomycetaceae; 


622200 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


6S 1729718 1729813 5 101 gi 


Actinomyces. 

1766232 17663311 101 gi 
acteria; Gammaproteobacteria; Chromati 
1851458 1851556 2 101 gi 
ribosomal RNA, partial sequence 
llales; 
1854394 1854493 1 101 gi 
cteria; Firmicutes; 
1868123 1868206 17 101 gi 
train TE2 16S ribosomal RNA, partial s 


1901832 19019275 101 gi 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
1903309 1903408 1 101 
bosomal RNA, partial sequence 


bacillales; Aerococcaceae; 


gi 


Facklamia. 


eria; Actinobacteria; Actinobacteridae 


34Alc 16S ribosomal RNA, partial sequ 


rain CCUG 44365 16S ribosomal RNA, par 
Lactobacillales; Aer 
219878289 
eq 


acteria; Proteobacteria; Alphaproteobact 


ain CCUG 39276 16S ribosomal RNA, part 


, 


al 


ta 


e; 


219878388 
16S ribosomal RNA, partial sequence 1729064 17305 


219878360 
en 


219878301 
1850849 18521 
Rh 
219878298 


219878262 
ia 


219878261 
1902626 19040 


ref|NR_025527.1 
19 Mycobacterium 


Actinomyceta 
ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025440.1 


ce 17655 
es; Ecto 


llac 
ref 
nce 


odospiri eae; Roseosp 
NR_025437.1 
185372 

ae; Globicatella 
ref |NR_025428.1 
1867493 186885 


izobiales; Beije 


al seque 
ococcace 


uence 
eria; Rh 
ref|NR_025401.1 
ce 1901160 190257 
ales; Actino 


1 sequen 
Actinomycet 


ref |NR_025400.1 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Actinomyces 
1 Actinomyces 


les; Actinomycineae; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Globicatella 
6 1855215 Globicatella 
Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Actinomyces 
5 Actinomyces 


mycineae; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


622200 Bacteria_16S 1910532 19106275 101 gi| 219878256 |ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

622200 Bacteria_16S 1951839 19519345 101 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

622200 Bacteria_16S 1954773 1954868 5 101 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

622200 Bacteria_16S 1956203 1956286 17 101 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

622200 Bacteria_16S 1972770 1972853 17 101 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 1974329 1974428 1 101 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 


16S r 
Bacil 


strain 581 
Firmicutes; 


622200 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


622200 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


622200 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


622200 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


622200 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


622200 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


622200 Bacteria_16S 


ibosomal RNA, partial sequence 
lales; Planococcaceae; 
1988421 1988520 1 


Marinibacillus. 
101 gi 


ammaproteobacteria; Enterobacteriales; 
1989969 1990068 1 101 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1991517 19916161 101 gi 
ammaproteobacteria; Enterobacteriales; 
1993060 1993159 1 101 gi 


ammaproteobacteria; Enterobacteriales; 
1996143 1996242 1 101 gi 


ammaproteobacteria; Enterobacteriales; 
2000761 2000860 1 101 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2005374 2005473 1 101 gi 


1973642 19751 


E 


al 
te 


E 


E 


E 


ct 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


219878202 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 


219878200 
6S ribosomal RNA, partial sequence 1992387 19938 


219878198 
6S ribosomal RNA, partial sequence 1995493 19969 


219878195 


ref |NR_025342.1 


nterobacteriaceae; Tatum 
ref|NR_025341.1 
e 1989290 199079 
erobacteriales; 


sequenc 
ria; Ent 
ref |NR_025340.1 


teri 
ref 


nterobac aceae; Serra 


NR_025339.1 


teri 
ref 


nterobac aceae; Serra 


NR_025337.1 
nterobacteriaceae; Rahne 
ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 


20000 
eriales; 


219878192 


64 Marinibacillus marinus Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 

Obesumbacterium 
bacterium proteus 
eae; Obesumbacterium. 


ref |NR_025331.1 


Buttiauxella izardii 


strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 


622200 Bacteria_16S 2006920 2007019 1 101 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 
622200 Bacteria_16S 2016005 2016088 17 101 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 
622200 Bacteria_16S 2023432 2023483 49 101 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 
622200 Bacteria_16S 2026452 2026551 1 104 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
622200 Bacteria_16S 2027895 2027994 1 101 gi|219878177|ref|NR_025316.1| Pectobacterium 
carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 
Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
622200 Bacteria_16S 2033857 2033952 5 101 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 2041602 2041701 1 101 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 
622200 Bacteria_16S 2044737 2044836 1 101 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteimonas mephitis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 
622200 Bacteria_16S 2052548 2052643 5 101 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 2061701 2061800 1 101 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 


622200 Bacteria_16S 2086180 2086279 1 101 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

622200 Bacteria_16S 2090639 2090734 5 101 gi|219878129|ref|NR_025268.1| Mycobacterium 


heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 2112031 21121265 101 gi|219857660|ref|NR_025249.1| Mycobacterium 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
622200 Bacteria_16S 2121098 21211971 101 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 


622200 Bacteria_16S 2124123 2124222 1 101 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 2125679 2125778 1 101 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 2127210 2127309 1 101 gi|219857650|ref|NR_025239.1| Thioalkalispira 


microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 
622200 Bacteria_16S 2128703 2128798 5 101 gi|219857649|ref|NR_025238.1| Mycobacterium 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 
622200 Bacteria_16S 2130181 21302765 101 gi|219857648|ref|NR_025237.1| Mycobacterium 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 2131686 21317815 101 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 2133189 21332845 101 gi|219857646|ref|NR_025235.1| Mycobacterium 
poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 2132540 2133989 Mycobacterium 


poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 

622200 Bacteria_16S 2134703 2134798 5 101 gi| 219857645 |ref|NR_025234.1| Mycobacterium microti 
strain ATCC 19422 16S ribosomal RNA, partial sequence 2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 

622200 Bacteria_16S 2136220 21363155 101 gi|219857644|ref|NR_025233.1| Mycobacterium brumae 
strain ATCC 51384 16S ribosomal RNA, partial sequence 2135574 2137022 Mycobacterium brumae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 2148255 21483505 101 gi|219857636|ref|NR_025225.1| Mycobacterium parmense 
strain MUP 1182 16S ribosomal RNA, complete sequence 2147582 2149114 Mycobacterium parmense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 2164895 2164990 5 101 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 2183143 21832385 101 gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

622200 Bacteria_16S 2190787 2190886 1 101 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

622200 Bacteria_16S 2217933 2218028 5 101 gi|219857587|ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 2219465 2219564 1 101 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

622200 Bacteria_16S 2234621 22347201 101 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

622200 Bacteria_16S 2239205 22393041 101 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

622200 Bacteria_16S 2240716 2240815 1 101 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

622200 Bacteria_16S 2242227 22423261 101 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

622200 Bacteria_16S 2243738 2243837 1 101 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

622200 Bacteria_16S 2259042 2259141 1 101 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

622200 Bacteria_16S 2310742 23108375 101 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

622200 Bacteria_16S 2327460 2327555 5 101 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 2339369 2339467 1 101 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

622200 Bacteria_16S 2359130 23592105 85 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

622200 Bacteria_16S 2389536 2389619 17 101 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

622200 Bacteria_16S 2427643 2427742 1 101 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

622200 Bacteria_16S 2439677 2439776 1 101 gi|219857428|ref|NR_025016.1| Methylobacter 


psychrophilus strain Z-0021 16S ribosomal RNA, 


complete sequence 


2438995 244052 


1 Methylobacter 


psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


Methylobacter. 
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622200 Bacteria_16S 2855671 2855770 1 101 gi| 219856887 |ref|NR_024706.1 
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Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 
622200 Bacteria_16S 2864920 2865003 17 101 gi| 219856881 |ref|NR_024700.1 
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echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Sphingomonas. 
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2880624 2880723 1 101 gi|219856871|ref|NR_024690.1] Bacillus carboniphilus 
S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
lales; Bacillaceae; Bacillus. 

2885206 2885289 17 101 gi|219856866|ref|NR_024685.1| Sphingomonas 
S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 

Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

2886611 2886694 17 101 gi|219856865|ref|NR_024684.1| Eubacterium 
in JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
eria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2927685 2927784 1 101 gi|219856838|ref|NR_024657.1| Marinospirillum 
ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
a; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

2944258 2944353 5 101 gi| 219856827 |ref|NR_024646.1| Sporichthya 
n YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 

2948885 2948984 1 101 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

2950373 2950472 1 101 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

2953372 2953471 1 101 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 

2962364 2962463 1 101 gi| 219856815 |ref|NR_024634.1| Streptococcus porcinus 
bosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

2963913 2964012 1 101 gi|219856814|ref|NR_024633.1| Streptococcus canis 
ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

2968461 2968541 5 85 gi|219846945|ref|NR_026537.1| Microlunatus 
in NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Microlunatus. 

3029252 3029335 17 101 gi|219846904|ref|NR_026496.1| Anaerobacter 
rain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

3038423 3038522 1 101 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Streptococcus ovis 
ovis Bacteria; 


Methylocella palustris 
s Bacteria; 


Natronincola 

0 Natronincola 
Natronincola. 
Granulicatella 
3 Granulicatella 
tella. 
Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Thermoanaerobacter 


ref|NR_026397.1 
3173565 3175071 Thermo 
Thermoanaerobacteraceae 


anaerobacter mathranii 
Thermoanaerobacter. 


, 


622200 Bacteria_1 


strain LMG 471 16 
Proteobacteria; 


strain LMG 8670 1 


Proteobacteria; 


strain IFO 10550 


strain IFO 15498 


Bacteria; 


strain LMG 2142 1 


Xanthomonas. 


622200 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
622200 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


622200 Bacteria_16S 


strain DSM 44183 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


622200 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


622200 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; 


strain CIP 103259 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
622200 Bacteria_16S 


strain DSM 43205 


strain DSM 4954 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
622200 Bacteria_16S 3480156 3480251 5 101 gi|219846589|ref|NR_026181.1 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 348091 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
Actinomycetaceae; Actinomyces. 

622200 Bacteria_16S 3530190 3530273 17 101 gi| 219846556 |ref|NR_026148.1 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 353100 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

622200 Bacteria_16S 3540961 3541060 1 101 gi| 219846549 |ref|NR_026141.1 


strain DSM 8720 1 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 3583560 3583643 17 101 gi|219846520|ref|NR_026112.1 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 358438 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

622200 Bacteria_16S 3602121 36022165 101 gi|219846505|ref|NR_026097.1 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 360294 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinom 
Actinomycetaceae; Actinomyces. 

622200 Bacteria_16S 3608158 3608253 5 101 gi|219846500|ref|NR_026092.1 


hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 


G 
622200 Bacteria_16S 


G 
622200 Bacteria_16S 


G 
622200 Bacteria_16S 


6S 3181809 3181908 1 101 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3194223 3194322 1 101 gi 


gi 


ammaproteobacteria; Xanthomonadales; xX 
3209200 3209283 17 101 gi 


Sphingomonadales; 
3210692 3210775 17 101 gi 


Sphingomonadales; 
3234914 3235013 1 101 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3262048 326213117 101 gi 


Sphingomonadales; 

3295494 3295593 1 101 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


3312186 3312269 17 101 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3318313 3318396 17 101 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3336490 3336585 5 101 gi 


3337999 3338094 5 101 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 
3339511 3339606 5 101 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 
3386888 3386987 1 101 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3414131 34142265 101 gi 
16S ribosomal RNA, partial sequence 


al 
e; 


2 


3472570 3472665 5 101 gi 


3475628 3475723 5 101 gi 


6S ribosomal RNA, 


219846800 
3181138 31826 
an 
219846792 
6S ribosomal RNA, partial sequence 3193552 31950 
an 
219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
622200 Bacteria_16S 


Sp 
219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
622200 Bacteria_16S 
lipolytica strain 
Firmicu 
622200 Bacteria_16S 


Sp 
219846764 
en 
ph 
219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
622200 Bacteria_16S 
albilineans strai 
albilineans Bacte 


Sp 

219846724 
eq 
ia 


219846712 
3311548 33129 
Sp 
219846708 
3317638 33191 
et 
219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
622200 Bacteria_16S 


ne 
219846693 


219846692 
rt 
da 


219846658 


H 
19846635 


no 
219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
622200 Bacteria_16S 


ne 
219846592 
6S ribosomal RNA, partial sequence 3474975 34764 


complete sequence 3540266 35417 


ref|NR_026392.1 


thomonadacea 


ref 


e; Xanthomon 
NR_026384.1 
thomonadaceae; Xanthomon 
ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026316.1 

3294823 329632 
monadales; Xanth 


hingomon 


hingomon 


ce 32342 
omonadac 


hingomon 


uence 
Xantho: 


ref|NR_026304.1 


adac 
ref 


hingomon eae; Sphingo 


NR_026300.1 


a. 
ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref|NR_026285.1 
sequence 3337354 333881 
Actinomycetales; Coryne 


bacterin 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


ial sequ 
e; Actin 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomona 
ref |NR_026227.1 

73 3414913 Actino 
mycineae; Actinomycetace 
ref|NR_026186.1 


33862 
alomonad 


34134 


Nocardiacea 
NR_026184.1 


bacterineae; 


ref 


87 Bacillus 


Ss. 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 

Thermosyntropha 
syntropha lipolytica 
opha. 

Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Xanthomonas 

2 Xanthomonas 

omonadaceae; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Actinomyces 

5 Actinomyces 
cineae; 


Clostridium 
6 Clostridium 
Clostridium. 
Bacillus clarkii 


clarkii Bacteria; 


Clostridium 
5 Clostridium 
Clostridium. 
Actinomyces 
5 Actinomyces 
ycineae; 


3607525 360892 


Mycobacterium 
0 Mycobacterium 


hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


622200 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; 


strain CIP 7430 
Proteobacteria; 


Mycobacterium. 


622200 Bacteria_16S 


subsp. paratuberc 


avium subsp. para 
Corynebacterineae 
622200 Bacteria_16S 
strain 3015 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
622200 Bacteria_16S 


strain ATCC 35799 


Bacteria; Actinob 


Mycobacterium. 


622200 Bacteria_16S 


strain DSM 50071 
Bacteria; 


strain ATCC 43910 


Bacteria; Actinob 


Mycobacterium. 


622200 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


622200 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; 


strain LK6 16S ri 
Proteobacteria; 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


622200 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


622200 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; 


wasabiae strain S 
Bacteria; Proteob 


622200 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


622200 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


622200 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


622200 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


622200 Bacteria_16S 


strain FD 25934 1 


Actinomadura. 


Bacil 
622200 Bacteria_16S 


G 
622200 Bacteria_16S 
strain 1066 16S r 
Actinobacteria; Actinobac 
622200 Bacteria_16S 
komossense strain 
Bacteria; Actinob 


Proteob 
622200 Bacteria_16S 


G 


G 


G 
622200 Bacteria_16S 


3611162 3611248 14 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3612624 3612723 1 101 gi 
16S ribosomal RNA, partial sequence 
ammaprot 
3615734 3615829 5 
ibosomal 


101 gi 


101 
RNA, partial sequence 


gi 


3617243 3617338 5 101 gi 


3622872 3622967 5 101 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3624373 3624468 5 101 gi 
ibosomal RNA, partial sequence 


’ 


3625918 3626013 5 101 gi 
16S ribosomal RNA, complete sequence 


3629068 3629166 1 
16S ribosomal RNA, 


101 gi 
complete sequence 


3636663 3636758 5 101 gi 
16S ribosomal RNA, partial sequence 


3648895 3648994 1 101 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650434 3650533 1 101 gi 
S ribosomal RNA, partial sequence 


3651975 3652074 1 
bosomal RNA, 


101 
complete sequence 


gi 


3664256 3664351 5 101 gi 
DSM 44277 16S ribosomal RNA, partial s 


Mycobacterium. 
3667326 3667425 1 101 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
3668831 3668930 1 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3671845 3671944 1 101 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673354 3673453 1 101 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


3687068 3687119 49 101 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688585 3688636 49 101 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3721604 3721699 5 101 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


3727574 3727669 5 101 gi 


Stre 


622200 Bacteria_16S 


3730483 3730578 5 101 gi 


eobacteria; Aeromonadales; Aer 


3615060 36165 
teridae; Actinomycetales; Cory 


Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3623734 36252 


acteria; Actinobacteridae; Actinomycet 


acteria; Gammaproteobacteria; Pseudomo 


acteria; Actinobacteridae; Actinomycet 


3649747 36512 
ammaproteobacteria; Methylococcales; M 
622200 Bacteria_16S 
3651286 36527 
ammaproteobacteria; Methylococcales; M 
622200 Bacteria_16S 


a; Actinobacteria; Actinobacteridae; Act 


3668184 36696 


3686364 36878 


3687881 36893 


6S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846498 
36104 


219846497 
36119 
219846495 
nebacterin 

219846494 


ce 36165 
al Cory 


es; 


219846490 
partial se 
Actinobac 


219846489 


nebacterin 
219846488 
36252 
ales; Cory 
219846486 
36283 
nadales; P 
219846481 
36360 
ales; Cory 
219846472 
nce 36482 
occales; M 
219846471 


ethylococc 
219846470 


ethylococc 
219846462 
equence 
inomycet 


219846459 
36666 
cteriales; 
219846458 


Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


219846446 


219846445 


219846420 
ce 37209 
ales; Cory 
219846416 


ptosporang 


omonadacea 


obacterium avi 


ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; 


ref 
quen 
teri 


NR_026082.1 
ce 362222 
dae; Actino 
um complex ( 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; 


ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref |NR_026073.1 
02 3637503 Mycoba 


nebacterineae; M 


ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026054.1 

3663577 366509 
ales; Corynebact 


v 


ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026049.1 


teriaceae; Erwin 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref|NR_026046.1 
nce 367270 
erobacteriales; 


ref |NR_026037.1 


ref|NR_026036.1 


ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


ref |NR_026007.1 
59 Actinomadura 


ineae; Thermomon 


219846414 


libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 


M 


Planococcus citreus 
occus citreus Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 
Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 


Mycobacteriaceae; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Mycobacterium 
2 Mycobacterium 
erineae; 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 

Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


ref|NR_026005.1 
3729869 373127 


Actinocorallia 
2 Actinocorallia 


libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; Actinocorallia. 


622200 Bacteria_16S 


strain IFO 14679 


Actinomadura. 


622200 Bacteria_16S 


3731941 37320365 101 gi 


3775166 3775217 49 101 gi 


219846413 


Streptosporangineae; 


219846380 


putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 


putrefaciens Bacteria; 
622200 Bacteria_16S 


allosaccharophila 
allosaccharophila 
Aeromonas. 


622200 Bacteria_16S 


strain ATCC 27255 
Firmicutes; 


Clostridia; 


3832803 3832902 1 101 gi|219846340|ref|NR_025930.1 
16S ribosomal RNA, partial sequence 3832173 3833552 Rumino 
Clostridiales; Ruminococcaceae; Ruminococcus. 
3834263 3834362 1 101 gi|219846339|ref|NR_025929.1 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
Ruminococcaceae; Ruminococcus. 
3881439 3881538 1 101 gi|219846308|ref|NR_025898.1 


Bacteria; 


Clostridia; 
622200 Bacteria_16S 


Clostridiales; 
622200 Bacteria_16S 


Tenericutes; Mollicutes; 


3813018 38131171 101 gi 


Proteobacteria; 


Mycoplasmataceae; 


219846354 


strain CECT 4199 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


thermocopriae Bacteria; 


Thermoanaerobacter. 


622200 Bacteria_16S 
adiacens strain GIFU 12706 16S ribosomal RNA, 
Firmicutes; 
622200 Bacteria_16S 
TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


adiacens Bacteria; 


extorquens strain 


Firmicutes; Clostridia; 


3932071 39321701 101 gi 
complete 
Lactobacillales; 


3939257 3939340 17 101 gi 


Thermoanaerobacterales; 


complete sequence 


Methylobacterium. 


622200 Bacteria_16S 
strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
622200 Bacteria_16S 
strain PW2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
622200 Bacteria_16S 
strain KLB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
622200 Bacteria_16S 


strain SW-161 16S 


Erythrobacter. 


622200 Bacteria_16S 
chungwhensis strain BH030062 16S ribosomal RNA, 
chungwhensis Bacteria; 
622200 Bacteria_16S 

strain 848 16S ribosomal RNA, partial sequence 
G 


Proteobacteria; 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


622200 Bacteria_16S 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


nebraskense Bacte 
Mycobacteriaceae; 


622200 Bacteria_16S 
strain HSC68 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


622200 Bacteria_16S 
strain BC-3 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


622200 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


622200 Bacteria_16S 


3942158 3942241 17 101 


3945078 3945161 17 101 


3948004 3948087 17 101 


3995275 3995358 17 101 


3996766 3996849 17 101 


4004269 4004368 1 101 
Firmicutes; Bacillales; 


4008747 4008846 1 101 


4039103 4039198 5 101 


Mycobacterium. 


4063148 4063243 5 101 


Mycobacterium. 


4073755 4073850 5 101 


Mycobacterium. 
4079917 4080016 1 101 
icutes; Entomoplasmatales; 
4105464 4105563 1 101 
lales; Paenibacillaceae; 
4119122 4119173 49 


101 


strain YJS 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


icutes; Entomoplasmatales; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
622200 Bacteria_16S 
seohaensis strain 
seohaensis Bacter 


Sphingomonadales; 


ammaproteobacteria; Aeromonadales; Aer 
622200 Bacteria_16S 
LTA-388 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


ria; Actinobacteria; Actinobacteridae; 


Spiroplasmataceae; 


S ribosomal RNA, partial sequence 
Paenibacillus. 


gi|219846264 


3941522 3942934 Acidiphilium 
Acetobacteraceae; Acidiphilium. 


gi|219846262 
3944448 39458 


gi| 219846260 
3947368 39487 


gi|219846228 
3994645 39960 


gi| 219846227 


SW-135 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


gi| 219846222 


partial sequence 
Bacillaceae; 


gi| 219846217 
4008054 40095 


gi| 219846197 
gi|219846177 
Actinomyc 


219846170 
sequence 


gi 


gi|219846166 
4079234 40807 


gi|219846149 
4104804 41063 


gi|219846138 


Acetobacteraceae; 


Erythrobacteraceae; 


Sphingomonadales; 


omonadaceae; 


Actinomycetales; 


Actinomycetales; 


ref|NR_026004.1 


16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_025971.1 


Mycoplasma. 
ref|NR_025945.1 


Aeromonadales; 


ref|NR_025854.1 


ref|NR_025852.1 
54 Acidocella fa 


ref|NR_025850.1 
80 Acidiphilium 


ref |NR_025818.1 
85 Erythrobacter 


ref |NR_025817.1 


ref |NR_025812.1 


ref|NR_025807.1 
59 Aeromonas mol 
Aeromonas. 


ref|NR_025787.1 


ref |NR_025767.1 
etales; 
ref 


NR_025760.1 


ref|NR_025756.1 


ref |NR_025739.1 
11 Paenibacillus 


ref|NR_025728.1 


3880766 388228 


3938625 394003 
Rhizobiales; 


Streptosporangineae; 


coerulea Bacteria; 


Thermomonosporaceae; 


Mycoplasma 


3774462 3775927 Mycoplasma 


Aeromonas 
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Aeromonadaceae; 


Bacteria; 


219846272|ref|NR_025862.1| Granulicatella 

sequence 3931373 3932778 Granulicatella 
Carnobacteriaceae; Granulicatella. 

219846266|ref|NR_025856.1| Methylobacterium 


1 Methylobacterium 


Methylobacteriaceae; 


Actinomadura coerulea 


Ruminococcus bromii 
coccus bromii Bacteria; 


Ruminococcus albus 
Firmicutes; 


Thermoanaerobacter 
7 Thermoanaerobacter 
Thermoanaerobacteraceae; 


Acidiphilium rubrum 
rubrum Bacteria; 


Acidocella facilis 
cilis Bacteria; 


Acidocella. 


Acidiphilium angustum 
angustum Bacteria; 


Acetobacteraceae; Acidiphilium. 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 


Erythrobacter. 


Erythrobacter 


3996136 3997579 Erythrobacter 
Erythrobacteraceae; 


Pontibacillus 


4003594 4005020 Pontibacillus 
Pontibacillus. 


Aeromonas molluscorum 
luscorum Bacteria; 


Mycobacterium 


4038441 4039947 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


complete sequence 4062487 4063992 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


4073095 4074562 Mycobacterium 
Corynebacterineae; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 
Spiroplasma. 


Paenibacillus lactis 
lactis Bacteria; 


Mesoplasma syrphidae 


4118405 4119900 Mesoplasma syrphidae Bacteria; 


Entomoplasmataceae; Mesoplasma. 


AGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGG 
ATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCG 
CTTACCACTTTGTGATTCATGACTGGGGTGAAATCGTAACAAGGTAACCGTAGGGAACCGCCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNGCTCAGATTGAACGGTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGGAGCTTGCTCTTGGCTGACGAGCGGCGGACGGGTGAGTA 
ATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCAT 
CAGATGTGCCCAGATGGGATTAGCTAGCAGGTGAGGTAATGGCTCACCTGGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACA 
CGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGT 
ACTTTCAGCGAGGAGGAAGGCATTGTGGTTAATAACCACAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACT 
GGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGA 
CTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCT 
TCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACGGAATTCGGCAGAGATGCCTTAGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGATA 
AACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCA 
AGCGGACCTCATAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGAC 
TGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGGCGGCG 
TGGATTAGGCATGCAAGTCGAACGGGCCGCAAGGCCAGTGGCGAAAGGGTGAGTAAGGCGACGGCAACCTACCCCGAGGTTGGGCATAGCCGGGGGAAACTCCGG 
GTAATTCCCAGCGATGTGCGTCTCAGGCATCTGAGACGCACCAAAGGTGCAATTCCGCCTCGGGACGGGCCGTCGTGGTATTAGGTAGTTGGTGGGGTCACGGCC 
CACCAAGCCGACGATGCCTACCGGGCGTGCGAGCGTGGCCCGGCACACTGGGACTGAGACACTGCCCAGACTCCTACGGGAGGCTGCAGTCGAGAATCTTCGGCA 
ATGGGCGCAAGCCTGACCGAGCGACGCCGCGTGGAGGAAGACGGCCCTTGGGTTGTAAACTCCTGTCGAGGGGAAGGAAGGGTCGGCGAAGAGCCGATCTTGACC 
GCTCCCTGGAGGAAGCACGGGCTAAGTTCGTGCCAGCAGCCGCGGTAAGACGAACCGTGCAAACGTTATTCGGAATCACTGGGCTTAAAGGGCGCGTAGGCGGAA 
GGGCGCGTCGGCGTTGAAATCCCCCGGCTCAACCGGGGAAGCGGCGTCGAAACGGCCGTTCTGGAGGGGCGTAGAGGGACTCGGAACTTCCGGTGGAGCGGTGAT 
ATGCGTTGAGATCGGAAGGAACGCCCGTGGCGAAAGCGGAGTCCTGGACGCTTACTGACGCTGAGGCGCGAAAGCCAGGGGAGCAAACGGGATTAGATACCCCGG 
TAGTCCTGGCTGTAAACGATGGGCACTTGGCAGTGGGTTCGTCGATGGGTCCACTGCCGGAGGGAAACCGTGAAGTGCCCCGCCTGGGGAGTATGGTCGCAAGGC 
TGAAACTCAAAGGAATTGACGGGGGCTCACACAAGCGGTGGAGCATGTGGCTTAATTCGAGGCTACGCGAAAAACCTTATCCTGGGCTTGACATGCAGGGATTAG 
CCGGCGGAAACGTCGGTGACGCCGCAAGGTGGAACCTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTCGGGTTAAGTCCCTTAACGAGCGA 
AACCCCTGCGGCCAGTTGCCAACACATCCTGGTGGGGACTCTGGCCGGACCGCCGGCGTGAAGCCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCCTTA 
TGCCCAGGGCTGCACACGTGCTACAATGGCGGGTACAAAGCGTCGCCACGCCGTAAGGCCGAGCCAACCGCGTAAACCCCGCCCCAGTTCGGATCGAGGGCTGCA 
ACCCGCCCTCGTGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATTGCCGCGGTGAATGTGTTCCTGAGCCTTGTACACACCGTCCGTCAAGCCACCAAAGGGG 
GGGGCACCCGAAGTCGCCGACGTCTCACGACGGGCGCCGAAGGTGAAACTCCTGATGGGGACTAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNT TGGCGGCATGGATTAGGCATGCAAGTCGAGCGAGAAGCTCTCTTCGGAGAGTGGACAGCGGCA 
AACGGGGTAGTAAGGCGTCGATATGAACCCTCAGGTCTGGAATAGCCATTGGAAACGATGGGTAATGCCGGATAATCCCTCCGGGGTAAAGGTCCGCCGCCTGAG 
GACCGGTCGACGTGATACTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGATGTCTAGGGGGTGTGAGAGCATGGCCCCCACCACTGGGACTGAGACACT 
GCCCAGACACCTACGGGTGGCTGCAGTCGAGAATCTTTGGCAATGGGCGAAAGCCTGACCAAGCGATGCCGCGTGCGGGATGAAGGCCTTCGGGTTGTAAACCGC 
TGTCAGGGGGGATGAAACTTCGGTTGACAGAGCCCCAGAGGAAGCACGGGCTAAGTACGTGCCAGCAGCCGCGGTAACACGTACTGTGCGAACGTTATTCGGAAT 
CACTGGGCTTAAAGGGTGCGTAGGCGGCCTGGATAGTCAGATGTGAAATCCCACGGCTCAACCGTGGAACTGCATTTGAAACTGCCAGGCTTGAGTGAGACAGGG 
GTGTGTGGAACTTCTCGTGGAGCGGTGAAATGTGTTGATATGAGAAGGAACACCGGTGGCGAAAGCGACACACTGGGTCTTAACTGACGCTGAGGCACGAAAGCC 
AGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCTGTAAACGTTGAGTACTAGTTGGTGGGAACTTCGGTTCTCACGGACGTAGCAAAAGTGTTAAGTAC 
TCCGCCTGGGGAGTATGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCTCACACAAGCGGTGGAGCATGTGGCTTAATTCGAGGCAACGCGAAGAACCTT 
ATCCTAGACTTGACATGCATGGATTAGCTGGCTGAAAGGTCAGTGACGCCTTCGGGTGGAACATGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGG 
TGTTGGGTTAAGTCCTTGAACGAGCGCAACCCCTGTCGCCAGTTGCCAGCAAGTAATGTTGGGGACTCTGGCGAGACCGCCGGTGTTAAACCGGAGGAAGGTGGG 
GACGACGTCAAGTCATCATGGCCTTTATGTCTAGGGCTGCACACGTGCTACAATGCGGCGTACAAAGGGAAGCCAACCCGCGAGGGGGAGCAAATCTCAGAAAGC 
GCCGCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCAGGTCAGCAATACTGCGGTGAATGTGTTCCTGAGCCTTGTAC 
ACACCGCCCGTCAAGCCACGAAAGGGGGGGGCATCCTAAGTCACTGAGCTAATCTGGCAGGTGCCTAAGATGAACTCCCTGATTGGGACTAAGTCGTAACAAGGT 
AGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATGAACGCTGGCGGCGTGGTTAAGACATGCAAGTCG 
AACGGTTTTTCCGGTGTAGCAATACATCGGAAAGACAGTGGCGAACGGGTGCGTAACACGTGAACAATCTACCTCCAAATGGGGAATAGCTCGGCGAAAGCCGGA 
TTAATACCGCATGTGGTTGCTTCTCGCATGAGAGGTATACCAAAGTCGGGGACCGCAAGGCCTGACGTTAGGAGAGGAGTTCGCGGCCTATCAGCTAGTTGGCGA 
GGTAACGGCTCACCAAGGCAAAGACGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACACCTACGGGTGGCAGCAGTTTCGA 
ATCATTCACAATGGGCGAAAGCCTGATGGTGCGACGCCGCGTGAGGGATGAAGGTCTTCGGATTGTAAACCTCTGTCACCGGGGAAGAAACGCTTTATATTAATC 
GTATAAAGCCTGACTTAACCCGGAGAGGAAGCAGTGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGACTGCGAGCGTTATTCGGATTCACTGGGCGTAAA 
GGGTGCGCAGGCGGCCGGGTGTGTGGGGCGTGAAAGCCTGGAGCTTAACTCCAGAATTGCGCCTCAAACTACACGGCTAGAGCATTGGAGAGGGTAGCGGAATTC 
ACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACCAGAGGCGAAGGCGGCTACCTGGACAATTGCTGACGCTCAGGCACGAAAGCGTGGGGAGCAAAAG 
GGATTAGATACCCCTGTAGTCCACGCCCTAAACGGTGCACACTAGGTCTTGGCGGATTCGACCCCTCCAGGGCCCCAGCTAACGCGTTAAGTGTGCCGCCTGAGG 
ACTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGCTCAATTCGATGCAACGCGAAGAACCTTACCAAGCCTTG 
ACATGCATTGGACAGGCGCTGAAAGGCGCCCTCCCTTCGGGGCCGGTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGCGTTAAGTCGCG 
CAACGAGCGCAACCCCTGTCCTTAGTTGCCATCATTCAGTTGGGCACTCTAGGGAGACAAACCCTCTTTGAGGGTGGGAAGGTGGGGATGACGTCAAGTCAGGAT 
GGCCCTTACGGCTTGGGCTGCACACGTACTACAATGCCCGGTACAGAGGGACGCAATACCGCGAGGTGGAGCAAATCCTCAAAACCGGGCCCAGTTCAGATTGTA 
GTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATGGCGCATCAGCTACGGCGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATG 
AAAGCCGGTTTCGCCCGAAGTGCGTTTGCCAACCAGCAATGGAGGCGGCGCCCTAAGGTGAGGCTGGTGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGAAGTCTTCGGACTTAGTGGCGGACGGGTGAGTAACACGTGG 
GAACGTGCCTTTAGGTTCGGAATAACTCAGGGAAACTTGTGCTAATACCGAATGTGCCCTTCGGGGGAAAGATTTATCGCCTTTAGAGCGGCCCGCGTCTGATTA 
GCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGG 
CAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGAATGATGAAGGTCTTAGGATTGTAAAATTCTTTCACCGGGGACGATAATG 
ACGGTACCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGAGCGTAGGC 
GGACATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAATTGCCTTTGATACTGGGTGTCTTGAGTGTGAGAGAGGTATGTGGAACTCCGAGTGTAGAGG 
TGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACATACTGGCTCATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGATTGCTAGTTGTCGGGATGCATGCATTTCGGTGACGCAGCTAACGCATTAAGCAATCCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCACCTTTTGACATGCCCGGACCG 
CCACAGAGATGTGGCTTTCTCTTCGGAGACTGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGCCATTAGTTGCCATCATTCAGTTGGGAACTCTAATGGGACTGCCGGTGCTAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGG 
TGGGCTACACACGTGCTACAATGGCGACTACAGAGGGTTAATCCTTAAAAGTCGTCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTTGGAATCGCT 
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sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
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622200 Bacteria_16S 


strain Illinois 1 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 
622200 Bacteria_16S 316907 316993 14 101 gi| 265678849 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 31628 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

622200 Bacteria_16S 350555 350641 14 101 gi|265678824|ref|NR_029129.1 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Ba 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

622200 Bacteria_16S 357816 357902 14 101 gi|265678816|ref|NR_029121.1 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Loktanella. 

622200 Bacteria_16S 431300 431398 2 101 gi| 265678767 |ref|NR_029072.1 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Roseomonas. 

622200 Bacteria_16S 446759 446857 2 101 gi| 265678757 |ref|NR_029062.1 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
622200 Bacteria_16S 448291 448389 2 101 gi|265678756|ref|NR_029061.1 
strain 5424 16S ribosomal RNA, partial sequence 447654 44913 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
622200 Bacteria_16S 452934 453020 14 101 gi|265678752|ref|NR_029057.1 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 

Firmicutes; Bacillales; Macrococcus. 

622200 Bacteria_16S 454533 454619 14 101 gi|265678751|ref|NR_029056.1 
strain R 16086 16S ribosomal RNA, complete sequence 453819 45536 

Firmicutes; Bacillales; Macrococcus. 

622200 Bacteria_16S 465048 465146 2 101 gi|265678741|ref|NR_029046.1 
strain AU476 16S ribosomal RNA, partial sequence 464412 46582 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquili 
622200 Bacteria_16S 477209 477295 14 101 gi| 265678733 |ref|NR_029038.1 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacte 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

622200 Bacteria_16S 502007 502093 14 101 gi| 265678717 |ref|NR_029022.1 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 50281 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 559921 560019 2 101 gi| 265678679 |ref|NR_028984.1 
strain 173-96 16S ribosomal RNA, partial sequence 559287 56077 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
622200 Bacteria_16S 572101 572187 14 101 gi|265678671|ref|NR_028976.1 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rh 
Jannaschia. 

622200 Bacteria_16S 628043 628129 14 101 gi| 265678633 |ref|NR_028938.1 
strain M1l 16S ribosomal RNA, partial sequence 627341 62884 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morga 
622200 Bacteria_16S 667422 667520 2 101 gi|265678604|ref|NR_028909.1 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Glucon 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteracea 
622200 Bacteria_16S 697781 697831 50 101 gi|265678584|ref|NR_028889.1 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevun 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
622200 Bacteria_16S 710947 711033 15 102 gi| 265678575 |ref|NR_028880.1 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Morite 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
622200 Bacteria_16S 715562 715648 14 101 gi|265678571|ref|NR_028876.1 
strain TH-3 16S ribosomal RNA, partial sequence 714920 71638 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter 
622200 Bacteria_16S 731002 731088 14 101 gi|265678561|ref|NR_028865.1 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

622200 Bacteria_16S 741681 741779 2 101 gi| 265678553 |ref|NR_028857.1 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 74252 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
622200 Bacteria_16S 761971 762057 14 101 gi| 265678538 |ref|NR_028842.1 


306348 306394 54 101 
6S ribosomal RNA, partial sequence 


gi 


305640 30713 


265678856 


ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029154.1 
2 317695 Ricket 


Neorickettsia risticii 
risticii Bacteria; 
a. 

Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Paracoccus kocurii 
cteria; Proteobacteria; 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Roseomonas gilardii 
Roseomonas gilardii 


tobacteraceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Paracoccus yeei strain 
ria; Proteobacteria; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Jannaschia 
Jannaschia 

odobacteraceae; 


Morganella morganii 


2 Morganella morganii Bacteria; 


e: 


nella. 
Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Moritella viscosa 
lla viscosa Bacteria; 


’ 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Solibacillus 
Solibacillus 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


nematophilus strain NEMla 16S ribosomal RNA, partial sequence 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


as. 


761257 762788 


Paenibacillus 
Paenibacillus 


622200 Bacteria_1 


strain Pull 5.3 1 
Proteobacteria; 


Bacteria; 


strain PSv29 16S 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
622200 Bacteria_16S 


salicylatoxidans 


Pseudaminobacter. 


622200 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; 


Bacteria; 


strain W1-2B 16S 


strain 21F-2 16S 


G 


G 


6S 791242 791328 15 
6S ribosomal RNA, 


102 gi 


806515 806598 2 85 gi 
eria; 
erium. 
847773 847859 14 


Thermodesulfobacteria; 


101 gi 


871931 872029 2 101 
in CFN-Ca54 16S ribosomal RNA, 


gi 


925501 925599 2 101 
ribosomal RNA, partial sequence 


gi 


956392 956478 14 101 
strain BN12 16S ribosomal RNA, 


gi 


1004011 1004097 14 101 gi 
16S ribosomal RNA, partial sequence 


1034451 1034537 14 101 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; 
1069391 1069441 50 101 
ribosomal RNA, partial sequence 


gi 


1079655 1079753 2 101 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


622200 Bacteria_16S 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


622200 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; 


strain R 16S ribo 


fever group. 


622200 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; 


niigataensis stra 
niigataensis Bact 


aminovorans strai 
aminovorans Bacte 


temperatum strain 
temperatum Bacter 


strain UR/MT95 16 
Proteobacteria; B 


halotolerans stra 
halotolerans Bact 


antarcticus strai 
Bacteria; Proteob 


strain HTCC2516 1 
Bacteria; Proteob 


HEL-45 16S riboso 


G 


G 


1096265 1096363 2 101 gi 


1111478 1111564 15 102 gi 


1129609 1129695 14 101 gi 


1152323 1152409 15 102 
ribosomal RNA, partial sequence 


gi 


1238570 1238656 14 101 gi 
in DSM7050 16S ribosomal RNA, partial 
1240086 1240172 14 


101 gi 


1243074 1243160 14 101 gi 


1267168 1267214 54 101 
S ribosomal RNA, partial sequence 


gi 


1286583 1286669 14 101 gi 
in YKJ-101 16S ribosomal RNA, partial 
1362605 1362691 14 


101 gi 


1370211 1370297 14 101 gi 


1379318 1379404 14 
mal RNA, partial sequence 


101 gi 


1406185 1406283 2 101 gi 


complete sequence 790537 79204 
ammaproteobacteria; Alteromonadales; P 
622200 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
622200 Bacteria_16S 
kondratievae stra 
Proteob 
622200 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 
622200 Bacteria_16S 


in 7 16S ribosomal RNA, partial sequen 
Thermodes 


in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


partial 
eria; Proteobacteria; Alphaproteobacte 


924822 92631 


partial 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteob 


ammaproteobacteria; Enterobacteriales; 
622200 Bacteria_16S 
danicus strain DB 
Firmicu 
622200 Bacteria_16S 


Paenibacillaceae; Ane 


1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
622200 Bacteria_16S 
1079018 10804 


6S ribosomal RNA, partial sequence 111077111122 
ammaproteobacteria; Alteromonadales; M 
622200 Bacteria_16S 
somal RNA, partial sequence 1128958 1130397 Ricke 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


1151622 11530 
ammaproteobacteria; Alteromonadales; P 
622200 Bacteria_16S 


eria; Proteobacteria; Alphaproteobacte 
622200 Bacteria_16S 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
622200 Bacteria_16S 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
622200 Bacteria_16S 
1266430 12679 
etaproteobacteria; Burkholderiales; Ox 
622200 Bacteria_16S 


eria; Firmicutes; Bacillales; Jeotgali 
622200 Bacteria_16S 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
622200 Bacteria_16S 
6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; Rhodobac 
622200 Bacteria_16S 
1378686 1380064 Ocean 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
622200 Bacteria_16S 


265678518 


sychromona 
265678508 
ce 80584 
ulfobacter 


265678481 
nce 84713 
terales; R 
265678464 
sequence 
ria; Rhodo 


265678428 


Desulfoba 
265678408 
sequence 
acteria; R 
265678375 

10033 
Enterobac 
265678355 

10337 
urinibacil 
265678331 


aulobacter 
265678323 


Acetobacte 
265678312 
1 sequence 
ia; Rhodos 


265678301 


oritellace 
253680770 


kettsiacea 
253680755 


sychromona 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 

a; Rhizobi 
219846423 


alobactera 
219846053 
sequence 
coccus. 
228719132 
nce 13619 
terales; R 
228718299 


terales; R 
228717469 


hodobacter 


ref |NR_028821.1 
3. Psychromonas 
daceae; Psychro 
ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref|NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 
ref |NR_028730.1 
cteraceae; Desul 
ref |NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundi: 
ref |NR_028625.1 


raceae; Acetobac 
ref |NR_028614.1 

1095628 109707 
pirillales; Acet 
ref |NR_028602.1 
Moritella. 
NR_028018.1 
a rickettsii 
ickettsieae 


ae; 
ref 
ttsi 
e; R 


, 


ref |NR_028003.1 
67 Psychromonas 
daceae; Psychrom 
ref|NR_025302.1 

1237929 123939 
biales; Phylloba 
ref|NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 


ref|NR_026014.1 


ceae; Massilia. 
ref |NR_025643.1 
1285891 128739 


ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027572.1 
hodo 
ref 
ibul 


bacteraceae; 
NR_027563.1 
bus indolife 
aceae; Oceanibul 


219857143 


cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


Psychromonas arctica 


arctica Bacteria; 
monas. 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Pseudaminobacter 
Pseudaminobacter 

lobacteriaceae; 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Aneurinibacillus 
nibacillus danicus 
inibacillus. 

Brevundimonas nasdae 
nasdae Bacteria; 


monas. 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

0 Acetobacter 

obacteraceae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 


Psychromonas kaikoae 


kaikoae Bacteria; 


onas. 
Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 

Massilia timonae 


23 Massilia timonae Bacteria; 


Jeotgalicoccus 
6 Jeotgalicoccus 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 

bus. 


ref|NR_024771.1 
1405568 140698 


Acetobacter 
1 Acetobacter 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


622200 Bacteria_16S 
tianshanense stra 
tianshanense Bact 


Mesorhizobium. 


622200 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacter 
622200 Bacteria_16S 
lusatiensis strai 
Proteob 
622200 Bacteria_16S 
lipocyclicus stra 
lipocyclicus Bact 
622200 Bacteria_16S 


Bacteria; 


strain LMG 22166 
Firmicutes; Bacil 


622200 Bacteria_16S 


1485348 1485434 14 101 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1504880 1504966 14 101 gi 

164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1569643 1569729 14 101 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1581747 1581845 2 101 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1583312 1583398 14 101 gi 


Viridibacillus. 
101 gi 


lales; Planococcaceae; 


1584867 1584953 14 


al 
ri 


219857250 
qu 
cay 


ence 
a; 


219846440 
ue 
le 


nce 
S; 


15690 
S; 


a; 


219878488 


strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 15856 


Firmicutes; Bacil 


622200 Bacteria_16S 
antarcticus strain EL-88 
antarcticus Bacteria; 


Roseisalinus. 


622200 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 


Loktanella. 


622200 Bacteria_16S 


strain CM243 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
622200 Bacteria_16S 


strain DSM 5901 1 


galactosidilyticu 
galactosidilyticu 


622200 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


622200 Bacteria_16S 


strain R-8904 16S 


strain WAL 14325 
Fusobacteria; Fus 


622200 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; 


chacoense strain 
Bacteria; Proteob 


622200 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


622200 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


622200 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


622200 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


622200 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


622200 Bacteria_16S 


strain 81H-380. 


G 
622200 Bacteria_16S 


Viridibacillus. 

101 gi 
16S ribosomal RNA, partial seq 
teobacteria; Alphaproteobacter 


lales; Planococcaceae; 


1610941 1611027 14 
Pro 
1612421 1612507 14 


in LMG 2 
eria; Pr 


101 gi 
2007 16S ribosomal RNA, partia 
oteobacteria; Alphaproteobacte 


1 
ri 


1615446 1615532 14 101 
ribosomal RNA, partial sequence 


gi 


1647363 1647421 42 101 gi 
Ac 
1651878 1651964 14 101 gi 
s strain LMG 17892 16S ribosomal RNA, 

s Bacteria; Firmicutes; Bacillales; Ba 
1685436 1685522 14 101 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1711471 1711557 14 101 
ribosomal RNA, partial sequence 


pa 
ci 


gi 


ho 


1720693 1720751 42 101 gi 
Cetoba 


gi 


obacteriales; Fusobacteriaceae; ct 
1757274 1757360 15 102 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1889627 1889713 14 101 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1928964 1929050 15 102 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1930500 1930586 15 102 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1940991 1941077 14 101 gi 


e 
le 


or 


or 


lales; Bacillaceae; Bacillus. 
1979027 1979125 2 101 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


1997701 1997787 14 101 gi 


ac 


ammaproteobacteria; Enterobacteriales; E 


au 


219878469 
ue 
ia 


nce 


, 


219878468 
sequence 
Rhodo 


a; 


219878466 
1614821 16162 
lobacter 
219878444 
6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
622200 Bacteria_16S 


etobacte 


219878441 


rtial se 
llaceae; 


219878418 
1684753 16861 


219878400 
1710844 17122 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
622200 Bacteria_16S 


dobacter 


219878394 
16S ribosomal RNA, partial sequence 1719990 17214 


erium. 


219878367 
1756574 17580 
sy 
219878272 


chromona 


18889 


s; Phyll 


219878242 
1928261 19297 


itellace 


219878241 
1929813 19313 


itellace 


219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


219878209 


19783 
terales; 


219878197 
16S ribosomal RNA, partial sequence 1997016 19985 


nterobac 


2002310 2002396 14 101 gi 


219878194 


Rhizo 


Eubac 
219878173 
ce 
le Phyll 
219878490 
sequenc 
Rhodo 
219878489 
16S ribosomal RNA, partial sequence 1582619 15841 


Rhodob 


ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref|NR_025312.1 
18 1570426 Deflu 
obacteriaceae; D 
ref|NR_025629.1 
e 1581111 158256 
varius. 
ref |NR_025628.1 


ref|NR_025627.1 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref|NR_025607.1 

1611794 161320 
bacterales; Rhod 
ref|NR_025605.1 


acea 
ref 


e; Woodshole 
NR_025583.1 


race 
ref 
quen 
Bac 
ref 


ae; Stella. 
NR_025580.1 
ce 165119 
illus. 
NR_025557.1 


ref|NR_025539.1 
aceae; Loktanell 
ref |NR_025533.1 
59 Cetobacterium 


ref|NR_025506.1 
69 Psychromonas 
daceae; Psychrom 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025381.1 


Moritella. 
NR_025380.1 


ae; 
ref 


Moritella. 
NR_025373.1 


ae; 
ref 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025336.1 


teri 
ref 


aceae; Prote 


Vv 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Rhodovarius 
8 Rhodovarius 


Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


as 
Stella vacuolata 


52 Stella vacuolata Bacteria; 


Bacillus 
2 1652677 Bacillus 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Cetobacterium somerae 
somerae Bacteria; 


Psychromonas profunda 


profunda Bacteria; 


onas. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


uS. 


NR_025333.1 


Leminorella grimontii 


16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 


622200 Bacteria_16S 


2003842 2003928 14 


101 


gi|219878193 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


622200 Bacteria_16S 


2098278 2098364 14 


101 


gi|219878123 


aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 


aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


Nitratireductor. 
622200 Bacteria_16S 


2152811 2152897 14 


101 


gi| 219857633 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 


inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 
622200 Bacteria_16S 


strain H-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


622200 Bacteria_16S 


2154260 2154358 2 


2160284 2160382 2 


101 


101 


gi| 219857632 
2153652 21550 


gi|219857628 


salitolerans strain PA 51 16S ribosomal RNA, partial sequence 


salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; 


Swaminathania. 
622200 Bacteria_16S 


2223909 2223992 2 


85 


Rhodo 


gi|219857583 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 22232 


15286 Bacteria; Thermodesulfobacteria; 


Thermodesulfatator. 
622200 Bacteria_16S 


strain Pl 16S ribosomal RNA, partial sequence 


2268415 2268513 2 


101 


Thermodesulfobacteriales; 


gi|219857554 
2267708 22692 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 


622200 Bacteria_16S 


strain NRRL B-23154 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
622200 Bacteria_16S 


strain L1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


622200 Bacteria_16S 


strain hl 16S ribosomal RNA, partial sequence 


2285220 2285306 14 


Bacillaceae; 
2288160 2288206 54 


2631078 2631164 14 


Bacillus. 


Entomoplasmatales; 


101 


101 


Entomoplasmataceae; M 


101 


219857542 
22845 


gi 
gi] 219857540 
2287434 22889 


gi|219857238 
2630432 26317 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


622200 Bacteria_16S 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; 


622200 Bacteria_16S 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 
oxidotolerans Bacteria; 


622200 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; 
622200 Bacteria_16S 


strain Yo-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


622200 Bacteria_16S 


koleovorans strain TB 16S ribosomal RNA, partial sequence 


2680933 2681032 1 


Firmicutes; 
2706381 2706467 14 


Firmicutes; 
2739472 2739566 6 


Clostridia; 
2761694 2761792 2 


2789045 2789131 14 


Bacillales; 


101 


Lactobacillales; 


101 


101 


Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


101 


101 


219857202 
sequence 
Carnobacte 
219857184 


gi 


gi 


Bacillales Family 


219857161 

27388 
Thermod 
gi|219857145 
2761077 27624 
Acetobacte 
219857124 
27883 


gi 


gi 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 


622200 Bacteria_16S 


2869603 2869689 14 


101 


gi|219856878 


weihenstephanensis strain DSM11821 16S ribosomal RNA, partial seq 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; 


622200 Bacteria_16S 


carotinifaciens strain E-396 16S ribosomal RNA, 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
622200 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
622200 Bacteria_16S 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
622200 Bacteria_16S 


Bacteria; 


2926165 2926251 14 


3027727 3027813 14 


Firmicutes; 
3085334 3085420 14 


3086779 3086865 14 


101 


101 


101 


101 


gi| 219856839 
complete sequence 
Rh 


gi|219846905 


strain GKNTAUT 16S ribosomal RNA, partial sequen 
Clostridia; 


Clostridiales; 
gi|219846865 

sequenc 

Rhodo 


gi|219846864 


denitrificans strain 381 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
622200 Bacteria_16S 
strain DSM 11603 


622200 Bacteria_16S 


strain Nl 16S ribosomal RNA, 


3106249 3106335 14 


3109190 3109276 14 


101 


Rhizobiales; 


101 


complete sequence 


Rhod 


gi|219846851 


16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; 


Phyllobacteriac 


Rhizo 


Rhodo 


Acetobacte 


esulfobiaceae; T 


uence 


odobacterales; R 


ce 3027026 302853 


e 3084717 308611 
bacterales; 


obacterales; 


eae; 


ref|NR_025332.1 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


teriaceae; 
ref |NR_025262.1 

2097632 209908 
biales; 


ref|NR_025222.1 
2152193 215360 
bacterales; 


ref |NR_025221.1 


Budvicia. 


Nitratireductor 
7 Nitratireductor 


Phyllobacteriaceae; 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


raceae; 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


ref|NR_025142.1 


Rubritepida. 


Swaminathania 
2 Swaminathania 
tobacteraceae; 


Thermodesulfatator 
desulfatator indicus DSM 


teriaceae; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


cteraceae; Desul 
ref|NR_025130.1 
30 2285939 Bacill 


ref|NR_025128.1 


fofaba. 
Bacillus sonorensis 
us sonorensis Bacteria; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


esoplasma. 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref|NR_024812.1 
2705678 270719 
XII. Incertae S 
ref |NR_024789.1 
10 2740172 Thermo 


ref|NR_024773.1 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


raceae; Kozakia. 
ref|NR_024752.1 
65 2789727 Paenib 


ref |NR_024697.1 
286889 
Bacillus; Bacil 
ref|NR_024658.1 


2925520 292697 


ref|NR_026497.1 


Peptococcaceae; 
ref|NR_026457.1 


Rhod 


ref |NR_026456.1 
3086162 308755 
Rho 


ref |NR_026443.1 
51 Aquamicrobium 
Aquamicrobi 


gi|219846849 


Paenibacillus 
acillus koleovorans 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Paracoccus 

1 Paracoccus 

obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Aquamicrobium defluvii 
defluvii Bacteria; 
um. 


ref|NR_026441.1 


Rhodovulum iodosum 


3108566 3109980 Rhodovulum iodosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


622200 Bacteria_ 


intermedius strain TF2 16S ribosomal RNA, 
Proteobacteria; 
622200 Bacteria_16S 
strain A901/1 16S 


Bacteria; 


Firmicutes; 


Bacteria; 
sibiricus strain 
sibiricus Bacteri 
lividum strain DS 


Bacteria; 


agaricidamnosum s 


pfennigii strain 


pfennigii Bacteri 


Syntrophobacter. 


622200 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


622200 Bacteria_16S 
in IFO 12388 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 
Gluconacetobacter. 
622200 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 


strain LMG 7837 1 


Sinorhizobium. 


622200 Bacteria_16S 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacteria; 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


622200 Bacteria_16S 


strain H152 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
622200 Bacteria_16S 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 


622200 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


sporothermodurans 
sporothermodurans 


622200 Bacteria_16S 


strain UPM-Ca7 16 


strain Hh-2 16S r 
Proteobacteria; E 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 


622200 Bacteria_16S 


strain Mtul 16S r 


fever group. 


16S 3118316 3118414 2 101 gi| 219846843 


Alphaproteobacteria; Rhodospirillales; 


Proteob 
622200 Bacteria_16S 
train Wlr3 16S ribosomal RNA, partial 
agaricidamnosum Bacteria; 
Janthinobacterium. 
622200 Bacteria_16S 
DSM 10092 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


3134715 3134801 14 101 


3142303 3142389 14 101 


Bacillales Family XI. 
3143790 3143876 14 
16S ribosomal 


101 


3197267 3197353 14 101 


3221368 3221414 54 101 


3222887 3222933 54 101 


Proteobacteria; 


3408084 3408182 2 101 


3536275 3536361 14 101 


lales; Bacillaceae; Bacillus. 


3554821 3554919 2 101 


3603621 3603707 14 101 


3655045 3655131 14 101 


3656522 3656608 14 101 
ibosomal RNA, partial sequence 


3679535 3679621 14 101 


ed fever group. 


3682493 3682579 14 101 


3723179 3723265 14 101 


Bacteria; Firmicutes; 
3800778 3800864 14 101 
Rhizobiales; 
3802324 3802374 50 101 
ibosomal RNA, partial sequence 


3846399 3846485 14 
in 3-7-6 16S ribosomal RNA, 


101 


ed fever group. 
3849379 3849465 14 101 
ibosomal RNA, partial sequence 


622200 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


3872147 3872233 14 101 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
622200 Bacteria_16S 
strain 2045-94 16S ribosomal RNA, partial sequence 
Bacillales; 
622200 Bacteria_16S 

pontiacus ChLG-10 
Proteobacteria; 
622200 Bacteria_16S 


Rhodobacterales; 


Incertae 


RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; 


RB16-17 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 
Sandaracinobacter. 
622200 Bacteria_16S 
M 1522 16S ribosomal RNA, partial sequence 32206 
acteria; Betaproteobacteria; Burkholderiales; 


Betaproteobacteria; 


6S ribosomal RNA, partial sequence 3535585 35370 


6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; S 


ain Mcl6 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobacterales; 
622200 Bacteria_16S 
strain M215 16S ribosomal RNA, partial 
Bacillales; 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
622200 Bacteria_16S 


Phyllobacteriac 


psilonproteobacteria; Campylobacterales; 
622200 Bacteria_16S 
complete sequence 
eria; Proteobacteria; Alphaproteobacteria; 


Incertae Sedis; 


gi| 219846832 
3134094 31355 


gi|219846827 
3141609 31431 
Sedis; 
219846826 
31431 


gi 


gi|219846790 


gi| 219846773 


219846772 
sequence 


gi 


gi|219846640 


gi|219846552 


219846540 
sequence 
Rhodo 


gi 


gi|219846504 


219846468 
sequence 
Rhod 


gi 


gi|219846467 
3655877 36573 
R 
gi|219846451 
Rick 


219846449 
36818 
R 
219846419 
sequence 
Bacillaceae; 

gi|219846362 
3800153 38015 


gi 


gi 


gi|219846361 
3801626 38030 
Helicob 


gi| 219846331 


gi| 219846329 
3848728 38501 


Rhodobacteraceae; 


Sphingomonadales; 


Oxalobacteraceae; 


Burkholderiales; 


Syntrophobacterales; 


Rickettsiales; 


ref |NR_026435.1 


ref |NR_026424.1 


ref|NR_026419.1 


ref|NR_026418.1 


ref|NR_026382.1 


196654 319807 


Ww 


ref|NR_026365.1 
51 3222119 Janthi 


ref|NR_026364.1 
3222170 322363 


ref|NR_026232.1 
3407396 340888 


ref|NR_026144.1 


ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026060.1 

3654403 365582 
obacterales; Rho 
ref|NR_026059.1 
hizobium/Agrobac 
NR_026042.1 


3678896 368032 
ettsiales; Ricke 


ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref|NR_025921.1 

3845748 384718 


ref |NR_025919.1 


Rickettsieae; 


gi| 219846314 


Rickettsiaceae; 


Gluconacetobacter 


complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Acetobacteraceae; 


Gluconacetobacter. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
Paracoccus. 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Sulfitobacter 


69 3144565 Sulfitobacter pontiacus 
Rhodobacteraceae; 


Sulfitobacter. 
Sandaracinobacter 
0 Sandaracinobacter 


Sphingomonadaceae; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 


Oxalobacteraceae; 


Syntrophobacter 
1 Syntrophobacter 


Syntrophobacteraceae; 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Amaricoccus 
6 Amaricoccus 


dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Bacillus 

9 Bacillus 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 

Rickettsia 

7 Rickettsia 
Rickettsieae; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


Rickettsia; spotted 


ref |NR_025904.1 


Gemella morbillorum 


3871442 3872977 Gemella morbillorum Bacteria; 


Gem 


ella. 


622200 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


622200 Bacteria_16S 


strain B9 16S rib 


622200 Bacteria_16S 


strain DM-82 16S 


622200 Bacteria_16S 


strain DSK1 16S r 


Proteobacteria; G 


622200 Bacteria_16S 


sulfidophilum str 


Bacteria; Proteob 


3873734 3873820 14 101 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

3898518 3898604 14 101 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
osomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

3937817 3937903 14 101 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 

ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

3952550 3952636 15 102 gi|219846257|ref|NR_025847.1| Moritella japonica 
ibosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

3954026 3954112 14 101 gi|219846256|ref|NR_025846.1| Rhodovulum 
ain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

3955465 3955551 14 101 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 


622200 Bacteria_16S 


strain MB-G2 16S 


622200 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


622200 Bacteria_16S 


strain NZP 2213 1 


622200 Bacteria_16S 


R-7190 16S riboso: 


Bacillales; Bacil 


622200 Bacteria_16S 


strain R-6540 16S 


Firmicutes; Bacil 


622200 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


622200 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulu 
3959984 3960070 14 101 gi|219846252|ref|NR_025842.1 
osomal RNA, partial sequence 3959295 39607 
laceae; Bacillus. 
3967486 3967572 14 101 gi| 219846247 |ref|NR_025837.1 
6S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
4040672 4040758 14 101 gi|219846196|ref|NR_025786.1 
mal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
laceae; Bacillus. 
4042130 4042216 14 101 gi|219846195|ref|NR_025785.1 
ribosomal RNA, partial sequence 4041510 40429 
lales; Bacillaceae; Bacillus. 
4134346 4134432 14 101 gi|219846124|ref|NR_025714.1 
in BC74171 16S ribosomal RNA, partial sequence 4133716 413512 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
4163842 4163888 54 101 gi|219846105|ref|NR_025695.1 


strain BARC 857 1 
Tenericutes; Moll 


622200 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


622200 Bacteria_16S 


strain KMM 3554 1 
Proteobacteria; A 


622200 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


622200 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


622200 Bacteria_16S 


antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 


622200 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


622200 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


622200 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


622200 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


622200 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


ribosomal RNA, partial sequence 


6S ribo 
icutes; Entomoplasmatales; 
4166798 4166884 14 

KMM 358 
a; Prot 


101 gi 


4168280 4168366 14 
6S ribo 
lphaproteobacteria; Rhodobacterales; 
4174523 4174569 54 101 gi 
in GRUA-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4224570 4224656 14 101 gi 
DSM 5352 16S ribosomal RNA, partial s 
ia; Firmicutes; Bacillales; Salinicocc 
82219 82268 52 102 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


101 gi 


167768 167841 27 

omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; 
169292 169365 27 101 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
170768 170841 27 101 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
172278 172351 27 101 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
173774 173859 15 101 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; 


101 gi 


Vibrio. 
gi 


Aliivib 


622200 Bacteria_16S 


175294 175367 27 101 gi 


3954838 39562 


somal RNA, partial sequence 4163118 41 
Entomoplasmat 


4 16S ribosomal RNA, partial se 


eobacteria; Alphaproteobacteria 


somal RNA, partial sequence 4167649 41690 
R 


167046 168502 Vibri 


168553 16998 


170036 17150 


171556 17300 


173054 174520 Vibri 


646 
aceae; M 
219846102 
quence 
; Rhodo 


. bac 


219846101 


hodobacter 
219846097 
equence 
lasmatales 
219846055 
equence 
us. 
265679009 
ce 81499 
nadales; P 


265678951 


265678950 


onaceae; V 
265678949 


onaceae; V 
265678948 


onaceae; V 
265678947 


rio. 


lasma. 
NR_025692.1 
166170 416759 
terales; Rhodoba 


esop 
ref 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025687.1 

4173799 417528 
; Entomoplasmata 
ref|NR_025645.1 

4223876 422538 


ref|NR_029317.1 
83011 Pseudo 
seudoalteromonad 


ref 
Oo mi: 


NR_029259.1 
micus Bacter 
ref |NR_029258.1 


ibri 
ref 


O°. 
NR_029257.1 
ibri 
ref 


Oo. 
NR_029256.1 


ibra 
ref 
oO £1 


oO. 
NR_029255.1 
scheri Bacte 


265678946 


77 Bacillus firmus Bacteria; 


24 Rhodovulum strictum Bacteria; 


m. 
Bacillus firmus strain 
Firmicutes; 


Mesorhizobium loti 
loti Bacteria; 

um. 

Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Mesoplasma 

7 Mesoplasma 
ceae; Mesoplasma. 
Salinicoccus 

3 Salinicoccus 


Pseudoalteromonas 
alteromonas antarctica 


aceae; 


Vibrio mimicus strain 
ia; Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


ref|NR_029254.1 


Vibrio aestuarianus 


strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


622200 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


622200 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


622200 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


622200 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


622200 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


622200 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


622200 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


622200 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


622200 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


622200 Bacteria_16S 


marinisedimentoru 
marinisedimentoru: 


622200 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


622200 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


622200 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


622200 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 


Pseudoalteromonas. 
622200 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


622200 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


622200 Bacteria_16S 


thermacidophilum 


Bifidobacterium thermacidophilum subsp. 


Bifidobacteriales 


622200 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


622200 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


622200 Bacteria_16S 


strain LMG 20362 


Proteobacteria; G 


622200 Bacteria_16S 


15052 16S ribosom 
Gammaproteobacter 


622200 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


622200 Bacteria_16S 


190549 190634 15 101 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
192059 192144 15 101 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
205978 206027 51 101 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
222880 222953 27 101 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
274485 274534 51 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
279033 279082 51 101 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
285106 285155 51 101 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
338554 338651 3 101 gi 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
486514 486587 27 101 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
515551 515636 15 101 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
578070 578155 15 101 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
644891 644976 15 101 gi 
al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
709389 709474 15 101 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
937813 937862 52 102 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


gi 


970245 970305 40 101 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


1268674 1268744 15 85 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


1330688 1330785 3 101 gi 
subsp. porcinum strain P3-14 16S ribos 


; Bifidobacteriaceae; Bifidobacterium. 


1356683 1356740 43 101 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1708507 1708556 51 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1776737 1776810 27 101 gi 


ammaproteobacteria; Vibrionales; Vibri 
1794874 1794947 27 101 gi 
al RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; 
1796359 1796432 27 101 


Vibrio. 
gi 


ammaproteobacteria; Vibrionales; Vibri 
1797913 1797986 27 101 gi 


189853 19130 


222148 22363 


273748 27524 


485792 487320 Vibri 


644174 645732 Vibri 


1707781 17092 


16S ribosomal RNA, partial sequence 1776030 17774 


1794167 1795601 Vibri 


16S ribosomal RNA, partial sequence 1795652 17971 


265678936 


ethylococc 
265678935 
ence 19135 
occales; M 
265678926 
sequence 
ria; Burkh 
265678914 


onaceae; V 
265678877 


265678874 
27832 


265678870 
ence 28438 
acterales; 
265678832 
nce 33788 
riales; Bi 
265678727 


265678708 
partial se 
obacteria; 
265678667 
ence 57740 
irillales; 
265678621 


265678576 
70866 
onaceae; A 
265678420 
uence 
Alteromo 


’ 


265678397 
uence 
teria; Des 
219846421 
equence 
teria; Des 
219846082 
omal RNA, 


228720131 
quence 
ostridiale 
219878402 


matiaceae; 
219878352 


onaceae; V 
219878339 


219878338 


onaceae; V 


ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 
ref|NR_029243.1| Methylomonas 
7 192822 Methylomonas aurantiaca 
ethylococcaceae; Methylomonas. 
ref|NR_029234.1] Taylorella 

205252 206750 Taylorella 
olderiales; Alcaligenaceae; Taylorella. 


ref|NR_029222.1| Vibrio campbellii 

1 Vibrio campbellii Bacteria; 

ibrio. 

ref|NR_029183.1| Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029180.1] Mycoplasma gateae 


1 279763 Mycoplasma gateae Bacteria; 
ref|NR_029176.1] Desulfobulbus 

4 285824 Desulfobulbus rhabdoformis 
Desulfobulbaceae; Desulfobulbus. 
ref|NR_029137.1| Bifidobacterium 

6 339399 Bifidobacterium saeculare 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029032.1| Vibrio ponticus strain 

© ponticus Bacteria; Proteobacteria; 
ref|NR_029013.1| Reinekea 

quence 514864 516365 Reinekea 
Reinekea. 

ref|NR_028972.1| Thalassolituus 

5 578770 Thalassolituus oleivorans 
Thalassolituus. 

ref|NR_028926.1| Vibrio lentus strain 

o lentus Bacteria; Proteobacteria; 


ref|NR_028881.1| Aliivibrio wodanis 
8 710188 Aliivibrio wodanis Bacteria; 
liivibrio. 
ref|NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 
nadales; Pseudoalteromonadaceae; 
ref|NR_028699.1| Desulfovibrio 
969528 971049 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 
ref|NR_026012.1] Desulfuromonas 
1267974 1269475 Desulfuromonas 
ulfuromonadales; Desulfuromonadaceae; 
ref|NR_025672.1| Bifidobacterium 
complete sequence 1330013 1331535 


porcinum Bacteria; Actinobacteria; Actinobacteridae; 


ref|NR_027589.1| Clostridium 

1356004 1357489 Clostridium 
s; Clostridiaceae; Clostridium. 
ref|NR_025541.1| Rheinheimera baltica 
61 Rheinheimera baltica Bacteria; 
Rheinheimera. 
ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 
ibrio. 
ref|NR_025478.1| Vibrio xuii strain R- 


o xuii Bacteria; Proteobacteria; 


219878337 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 

ref|NR_025476.1| Vibrio neptunius 


strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


622200 Bacteria_16S 
scardovii strain 


Bifidobacterium. 
622200 Bacteria_16S 


aerophilus strain 


622200 Bacteria_16S 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriaceae; 


Gammaproteobacteria; 
622200 Bacteria_16S 
strain ATCC 15257 
Bacteria; 
622200 Bacteria_16S 
granulosum strain 


1833107 1833204 3 


1906083 1906132 51 
1999253 1999326 27 
Enterobacteriales; 


2021945 2021994 51 


2078464 2078538 5 


101 


CCUG 13008 16S ribosomal RNA, partial 
scardovii Bacteria; Actinobacteria; Actinobacteridae; 


101 


101 


101 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 


79 


DSM 20700 16S ribosomal RNA, partial 


219878313 
sequence 


gi 


gi|219878259 


I/26Corl 16S ribosomal RNA, partial sequence 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; 


gi|219878196 


219878181 
20 


gi 


219878137 
sequence 


gi 


Bifidobacteriales; 


212 


NR_025452.1 
1832458 183383 


NR_025398.1 
1 
Flexibac 
NR_025335.1 


agia fontium Bacteria; 
Pragia. 


NR_025320.1 


ref|NR_025276.1 
2077807 207932 


Bifidobacterium 
7 Bifidobacterium 


Bifidobacteriaceae; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Pragia fontium strain 
Proteobacteria; 


Caulobacter fusiformis 


81 2022719 Caulobacter fusiformis 
Caulobacteraceae; 


Caulobacter. 
Propionibacterium 
0 Propionibacterium 


granulosum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriac 


622200 Bacteria_16S 
lymphophilum stra 
lymphophilum Bact 


Propionibacteriac 


622200 Bacteria_16S 
mediterraneus str 


mediterraneus Bac 
Desulfobulbus. 


622200 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


622200 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


622200 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


622200 Bacteria_16S 


strain KMM 3299 1 
Proteobacteria; 


strain CCUG 30811 
Bacteria; Proteob 


622200 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


622200 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


622200 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


G 
622200 Bacteria_16S 


eae; Propionibacterium. 

2080023 2080097 5 79 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
eae; Propionimicrobium. 
2256070 2256119 51 


s 


101 gi 


teria; Proteobacteria; Deltaproteobacter 


2442760 2442833 27 101 gi 


acteria; Gammaproteobacteria; Alteromona 
2477527 2477576 51 101 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478999 2479048 51 101 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480506 2480555 51 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2482019 2482068 51 101 


219878136 


equence 


219857562 
ain 86FS1 16S ribosomal RNA, partial sequence 


ia; 


219857424 
6S ribosomal RNA, partial sequence 2442080 24435 


dales; 


219857397 
2478295 24797 


219857396 
2479798 24812 


219857395 


Desulfobacterales; 


Alteromonadaceae; 
219857398 
2476824 24782 


Actinomycetales; Propionibacterineae; 


ref|NR_025275.1 
2079371 208087 


Propionimicrobium 
2 Propionimicrobium 


Actinomycetales; Propionibacterineae; 


ref|NR_025150.1] Desulfobulbus 
2255320 2256776 Desulfobulbus 
Desulfobulbaceae; 


2279150 2279199 51 101 gi| 219857547 |ref|NR_025135.1| Mycoplasma phocidae 
bosomal RNA, partial sequence 2278443 2279908 Mycoplasma phocidae Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2282172 2282221 51 TOD gi|219857545|ref|NR_025133.1| Mycoplasma 
rain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2424780 2424829 51 101 gi|219857442|ref|NR_025030.1| Halothiobacillus 
-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
acteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 


ref|NR_025012.1| Shewanella japonica 
41 Shewanella japonica Bacteria; 


ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
2445864 2445913 51 101 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 


Alishewanella. 
ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref 


622200 Bacteria_16S 


gi 


NR_024983.1 


Mycoplasma faucium 


strain DC333 16S 
Tenericutes; Moll 


622200 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


622200 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


622200 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


622200 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


622200 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


622200 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


ribosomal RNA, partial 
icutes; Mycoplasmatace 


osomal RNA, partial se 
icutes; Mycoplasmatace 


ibosomal RNA, partial 
icutes; Mycoplasmatace 


S ribosomal RNA, parti 
icutes; Mycoplasmatace 


S ribosomal RNA, parti 
icutes; Mycoplasmatace 


bosomal RNA, partial s 
etaproteobacteria; Rho 


2721402 2721451 51 


sequence 


101 
quence 


101 
sequence 


101 
al sequence 


101 
al sequence 


101 
equence 
docyclales; 
101 


2481316 24827 
ae; Mycoplasma. 
2485040 2485089 51 


gi 


gi 


gi 


gi 


gi 


219857393 
2484337 24857 
ae; Mycoplasma. 
2486559 2486608 51 219857392 
2485849 24873 
ae; Mycoplasma. 
2488073 2488122 51 219857391 
2487368 24888 
ae; Mycoplasma. 
2489586 2489635 51 219857390 
2488881 24903 
ae; Mycoplasma. 
2618893 2618942 51 219857253 
2618180 26196 


Rhodocyclaceae; 


gi 


219857174 


74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref |NR_024978.1 
43 Mycoplasma equirhinis Bacteria; 


ref |NR_024884.1 
85 Dechloromonas 
Dechloromonas. 
ref|NR_024802.1 

2720705 272211 


agitata Bacteria; 


Sulfurovum 
0 Sulfurovum 


Mycoplasma subdolum 


Mycoplasma equirhinis 


Dechloromonas agitata 


rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteobac 


sequence 


teria; S 


ulfurovum. 


622200 Bacteria_16S 


strain ATCC 19374 16S ribosomal RNA, partial sequence 


2852591 2852664 27 


101 


gi| 219856889 


ref|NR_024708.1 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 


Pseudomonas geniculata 


2851886 2853382 Pseudomonas geniculata 


622200 Bacteria_16S 3074647 3074696 51 101 gi|219846872|ref|NR_026464.1| Ferribacterium 
limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 

622200 Bacteria_16S 3421609 3421658 52 102 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

622200 Bacteria_16S 3426053 3426102 52 102 gi|219846627|ref|NR_026219.1| Pseudoalteromonas 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 3426769 Pseudoalteromonas 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

622200 Bacteria_16S 3558030 3558103 27 101 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

622200 Bacteria_16S 3559510 3559583 27 101 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

622200 Bacteria_16S 3561025 3561098 27 101 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

622200 Bacteria_16S 3562546 3562619 27 101 gi|219846534|ref|NR_026126.1]| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
622200 Bacteria_16S 3565511 3565584 27 101 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

622200 Bacteria_16S 3567017 3567090 27 101 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

622200 Bacteria_16S 3568523 3568596 27 101 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

622200 Bacteria_16S 3586699 3586784 15 101 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 
strain JB13 16S ribosomal RNA, partial sequence 3585997 3587456 Methylomonas fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

622200 Bacteria_16S 3658121 3658194 27 101 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
622200 Bacteria_16S 3690103 3690152 51 101 gi|219846444|ref|NR_026035.1| Mycoplasma auris 


strain UIA 16S ri 


Tenericutes; Moll 


622200 Bacteria_16S 
debontii strain F 
Bacteria; Verruco 
622200 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


622200 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


622200 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


622200 Bacteria_16S 
aliena strain KMM 


Bacteria; Proteob 


Pseudoalteromonas. 
622200 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


622200 Bacteria_16S 


translucida strai 
translucida Bacte 
Pseudoalteromonas 


622200 Bacteria_16S 


paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas 


622200 Bacteria_16S 


tunicata strain D 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3706541 3706641 1 102 gi 
C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
3752650 3752699 51 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758698 3758747 51 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3766227 3766312 15 101 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
4052667 4052716 52 102 gi 
3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


ce 
ib 


ne 
na 


4100952 4101001 51 101 gi 
n Sl 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 
4213934 4213983 52 102 gi 
n KMM 520 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


nc 
le 


eq 


ro. 


Lay 


3689398 36908 


219846432 


219846393 
3757993 37594 


219846387 


e 


219846152 


e 
S; 


219846065 


ue 


v 


4215488 4215537 52 102 gi 
ain KMM 3548 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


9642 9690 52 101 gi 
2 16S ribosomal RNA, partial sequence 


219846064 
1 sequence 
eria; Alte 


265679057 


biales; 
219846397 
3751943 37534 


rionales 
219846185 


dales; 


37058 


37655 


40519 
P 


41002 


Neiss 


nce 
Altero 


mona: 


ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref|NR_025988.1 


ref|NR_025984.1 


ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025655.1 

4213214 421471 
dales; Pseud 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


8961 


58 Mycoplasma auris Bacteria; 


Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Pseudoalteromonas 
alteromonas aliena 
aceae; 


Chitinibacter 
ibacter tainanensis 
ibacter. 
Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


udoalteromonadaceae; 


Pseudoalteromonas 


ref |NR_029365.1 
10291 Pseudo 


alteromonas tunicata 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGCTGCGCTGACCG 
CAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAAGGCTTTGGCCTGAGTAGCGTGG 
CGGACGGGTGAGTAATGCGTGGGAATCTGCCTGGCAGTGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATACGCTACGGGGGAAAGGGGGCTTCGGCTCT 
CGTTGCCAGATGAGCCCACGTCCGATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCCGCGATCGGTCGCTGGTCTGAGAGGATGACCAGCCACACTGGGACT 
GAGACACGGCCCAGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGCACTCGATCCAGCAATGCCGCGTGTGTGAAGAGGCCTGCGGGTTGTAA 
AGCACTTTCAGTGGGAAAGAAAAGCGGCTGGTTAATACCCAGTCGTCTTGACGTTACTCACAAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGSGGTAATAC 
GGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGCCCCGGTCAGTCCGCTGTGAAAGCCCTGGGCTTAACCTGGGACCTGCAGTGGAT 
ACTCCGCGCTAGAGTGTGAAAGAGGGGGGTGGAATTCCGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCATTGCCGAAGGCGCCCCCTGGTTCAACA 
CTGACGCTGAGGTGCGAAAACCTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACCCGGTAAACGATGTCGACTAGCCCGTGGGGCCGATTTAAGGGCTTC 
GTGGCGCACGTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGTGGAGCATGTGGTTTA 
ATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCTCGGAATCCTGCGGAGACGCGGGAGTGCCTTCGGGAGCCGAGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTCATGGCGGGAACTCTAAGGAGACTGCCGGTGA 
TAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGCTTGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTTCGAGCCCGCGAGGGG 
GAGSCAATCCCAGAAAACCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATA 
CGTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCCCGGGGGATCTTGGCTCAGGACGAACGCTAGCGGCGTGCCTAATACAT 
GCAAGTCGAGCGGAGTCATTTTGAAAGCTTGCTTTCGAAATGACTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCTTCAGACTGGGATAACTACCG 
GAAACGGTAGCTAATACCGGATAATTTCTTTTTTCTCCTGAGAGAAGAATGAAAGACGGAGCAATCTGTCACTGAGGGATGGGCCTGCGGCGCATTAGCTAGTTG 
GTGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTA 
GGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCCGGTAGAG 
TAACTGCTATCGGAGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGC 
GTAAAGCGCGCGCAGGCGGCTATTTAAGTCTGGTGTTTAAACCTTGGGCTCAACCTGAGGTCGCACTGGAAACTGGGTGGCTTGAGTACAGAAGAGGAAAGTGGA 
ATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACAGTAAGCACTCCGCCTG 
GGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCCTCTGAATCTGCTAGAGATAGCAGCGGCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTAACTTTAGTTGCCAGCAGGTAATGCTGGGCACTCTAGAGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAAT 
CATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGCCGCGAGGTGGAGCCAATCCCATCAAAGCCGGTCTCAGTTC 
GGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCA 
CACCACGAGAGTTTACAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCCCGGGGGATCTTGGCTCAGGACGAACGCTG 
GCGGCGTGCCTAATACATGCAAGTCGAGCGGATTTACTGGAGTGCTTGCACTCCAGTAGGT TAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTACCCTCTAG 
ACTGGGATAACTACCGGAAACGGTAGCTAATACCGGATAATTCCCTGACCCTCCTGGGCTAGGGATGAAAGGCGGAGCAATCTGCTGCTAGAGGATGGGCCTGCG 
GCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAA 
GAACGTCCGGTAGAGTAACTGCTGCCGGAGTGACCGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGCTATTTAAGTCTGGTGTTTAAACCTTGGGCTCAACCTGGGGTCGCACTGGAAACTGGGTGGCTTGAGTACAG 
AAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGA 
AAGCTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACAGT 
AAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAGGTCTTGACATCCAACTAACGAAGCAGAGATGCATTAGGTGCCCTTCGGGGAAAGTTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACTTTAGTTGCCAGCAGGTAAGGCTGGGCACTCTAGAGTGACTGCCGGTGACAAACCGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGCCGCGAGGTGGAGCCAATCCCAGC 
AAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTT 
GTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTCTAGAGTTTGAT 
CATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAGTCCTTTGGGGCGAGTAGAGTGGCGGACGGGTGAGTAATGCGTGGGAAT 
CTGCCTGGCAGTGGGGGACAACCCGGGGAAACTCGGGCTAATACCGCATACGACCTACGGGTGAAAGGGGGGTTTCGGCCTCTCGCTGCGAGATGAGCCCACGTC 
CGATTAGCTAGTTGGCAGGGTAAGAGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGGAAG 
AAGTCGTTTGGGATAATACCCTGGGCGATTGACGTTACCCACAAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAAT 
CGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCGGCGTCAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATTTGATACTGCGCGGCTCGAGTCTG 
CTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGGAGCAAGACTGACGCTGAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGTCAACTAGCCGTTGGGTCCATTTAAGGGCTTAGTGGCGCAGCTAACGCG 
ATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGA 
AGAACCTTACCAGCCCTTGACATCCTTGGAATCTGGCGGAGACGCTGGAGTGCCTTCGGGAGCCAAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTCATGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGT 
GGGGACGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGACGCCAACCCGCGAGGGGGAGCCAATCCCAGAA 
AACCGGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACGGTACCATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACATGCAAGTCGAACGGTAAGGCCCCTTC 
GGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTGACTCTGGAATAACAGTTGGAAACAGCTGCTAATACTGGATATTCATCGTCTCC 
TTCCTGGGGGGTGGTGGAAAGCTCCGGCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTCGACGGGTAGCCGGCCT 
GAGAGGGCGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCC 
GCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGTAGGGACGAAGGGTGACTGACGGTACCTACAGAAGAAGGACCGGCTAACTACGTGCCAGCAGCC 
GCGGTGATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTCCGTCGCGTCAGAAGTGAAAACTCAGGGCTTAACCCTGAGCC 
TGCTTTTGATACGGGCGGACTAGAGGGATGCAGGGGAGAACGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTT 
CTCTGGGCATTACCTGACGCTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGGGACA 
TTCCACGTTCTCCGTGCCGAAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATGCCGGAAAGCTGCAGAGATGTAGCCCCCGCAAGGTCGGTATACAGGTGGT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCGGGTCATGCCGGGGACTCATAGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAAGTCCAGGGCTTCACGCATGCTACAATGGCTGGTACAAAGGGCTGCGA 
TACCGCAAGGTGGAGCGAATCCCAAAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCTCAACCCCTTGTGGGAGGGAGCCGTCT 
AAGGTGGGACTGGCGATTAGGACTAAGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAACGCGTGGGTAACCTGCCTCATAC 
AGGGGGATAACAGTTAGAAATGACTGCTAATACCGCATAAGACCACGTACCGCATGGTACAGTGGTAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTA 


622200 Bacteria_16S 128111 128159 52 101 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


622200 Bacteria_16S 196627 196675 52 101 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
strain A30 16S ribosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

622200 Bacteria_16S 215230 215329 1 101 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

622200 Bacteria_16S 242794 242889 5 101 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 


novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
622200 Bacteria_16S 315481 315529 52 101 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 
622200 Bacteria_16S 391216 391264 52 101 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
622200 Bacteria_16S 517150 517198 52 101 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
622200 Bacteria_16S 518716 518764 52 101 gi| 265678706 |ref|NR_029011.1| Photorhabdus 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Photorhabdus. 
622200 Bacteria_16S 547672 547720 52 101 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 
mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


622200 Bacteria_16S 700738 700786 52 101 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

622200 Bacteria_16S 721822 721870 52 101 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 


strain XINach 16S ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
622200 Bacteria_16S 723408 723456 52 101 gi|265678566|ref|NR_028870.1| Photorhabdus 
luminescens subsp. laumondii strain TTO1 16S ribosomal RNA, partial sequence 722663 724202 
Photorhabdus luminescens subsp. laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
622200 Bacteria_16S 724991 725039 52 101 gi|265678565|ref|NR_028869.1| Photorhabdus 
luminescens subsp. akhurstii strain FRGO4 16S ribosomal RNA, partial sequence 724253 725774 
Photorhabdus luminescens subsp. akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 


622200 Bacteria_16S 735560 735608 52 101 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

622200 Bacteria_16S 814252 814352 1 102 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
622200 Bacteria_16S 959541 959589 52 101 gi| 265678405 |ref|NR_028707.1| Bacillus 


selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


622200 Bacteria_16S 990239 990287 52 101 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 
strain I-75 16S ribosomal RNA, partial sequence 989496 991017 Citrobacter sedlakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

622200 Bacteria_16S 991810 991858 52 101 gi| 265678383 |ref|NR_028685.1| Citrobacter rodentium 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

622200 Bacteria_16S 1005574 1005622 52 101 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
622200 Bacteria_16S 1022289 1022337 52 101 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
622200 Bacteria_16S 1023860 1023908 52 101 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


622200 Bacteria_16S 
ATCC 35469 16S ribosomal RNA, partial sequence 


Bacteria; 


Bacteria; 


ulvae strain UL12 
Bacteria; 
Pseudoalteromonas. 


622200 Bacteria_16S 
strain 108 16S ribosomal RNA, partial 
Lactobacillales; 


pseudopneumoniae 
pseudopneumoniae 


622200 Bacteria_16S 


strain SK-1T 16S 


strain 888-76 16S 


Bacteria; 


1119048 1119096 52 


1329183 1329231 52 


Clostridia; 
1403263 1403311 52 


1410745 1410793 52 


Firmicutes; 
1459487 1459535 52 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
622200 Bacteria_16S 
strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
622200 Bacteria_16S 
strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
622200 Bacteria_16S 
strain Albert 19982 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
622200 Bacteria_16S 


1653450 1653498 52 


1654997 1655045 52 


1667292 1667340 52 


1671897 1671945 52 


1754181 1754229 52 


101 


101 


101 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


101 


101 


101 


101 


101 


101 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
622200 Bacteria_16S 


101 


gi| 228716249 


1118333 11198 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
622200 Bacteria_16S 
15470 strain E7.25 16S ribosomal RNA, partial sequence 
Firmicutes; 
622200 Bacteria_16S 


gi|219846090 


gi|219857444 


gi| 224581432 
sequence 


gi| 224581413 
1458766 14602 


gi|219878439 
1652728 16542 


gi|219878438 
1654275 16557 


gi|219878430 
16665 


gi|219878427 
1671187 16725 


gi|219878370 


agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 


agarivorans Bacteria; 


Pseudoalteromonas. 


622200 Bacteria_16S 


strain CCUG 43457 


Bacteroidetes; Bacteroidia; 
622200 Bacteria_16S 
limicola strain GolChil 16S ribosomal RNA, 


limicola Bacteria; 
strain L1/68 16S 
strain ET-5b 16S 
Firmicutes; 


strain DSM 12358 


Proteobacteria; 


1785839 1785887 52 


1830055 1830103 52 


1927431 1927479 52 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
622200 Bacteria_16S 


1968491 1968539 52 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family xX. 
622200 Bacteria_16S 


1994659 1994707 52 


Gammaproteobacteria; 


101 


16S ribosomal RNA, partial sequence 


Bacteroidales; Porphyromonadaceae; Dysgonomonas. 


101 


gi|219878345 
17851 


gi|219878316 


complete sequence 


101 


101 


101 


Incertae Sedis; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 
622200 Bacteria_16S 


gi|219878243 
1926697 19282 


gi|219878216 
1967755 19691 
Ther 
gi| 219878199 


16S ribosomal RNA, partial sequence 1993927 19954 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


622200 Bacteria_16S 
ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 
ferragutiae Bacteria; 


Buttiauxella. 


622200 Bacteria_16S 


2008515 2008563 52 
Proteobacteria; 


2010074 2010122 52 


101 


Gammaproteobacteria; 


101 


gi| 219878190 
Entero 


gi|219878189 


strain S1/6-571 16S ribosomal RNA, partial sequence 2009346 20108 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


622200 Bacteria_16S 
nitritireducens strain L2 16 


2043211 2043259 52 


nitritireducens Bacteria; Proteobacteria; 


Stenotrophomonas. 


622200 Bacteria_16S 
zeaxanthinifaciens strain AT 
zeaxanthinifaciens Bacteria; 


Paracoccus. 


622200 Bacteria_16S 
KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


ruthenica strain 
Bacteria; 
Pseudoalteromonas. 


622200 Bacteria_16S 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 


622200 Bacteria_16S 


2158812 2158896 16 


2271510 2271558 52 


2272982 2273030 52 
Proteobacteria; 


2291178 2291226 52 


101 


gi|219878166 


S ribosomal RNA, partial sequence 


Gammaproteobacteria; Xa 


101 


101 


101 


101 


gi|219857629 


CC 21588 16S ribosomal RNA, partial s 
Proteobacteria; Alphaproteobacteria; 


gi|219857552 


gi|219857551 
sequence 


Gammaproteobacteria; Alte 


13284 
Clostridiales; Veillonellaceae; 


14026 


Streptococcaceae; 


Enterobac 


Altero 


ref|NR_027549.1| Escherichia fergusonii 
05 Escherichia fergusonii ATCC 35469 
Enterobacteriaceae; Escherichia. 
ref|NR_025680.1| Dialister invisus DSM 
39 1329962 Dialister invisus DSM 15470 
Dialister. 
ref|NR_025032.1| Pseudoalteromonas 
05 1403959 Pseudoalteromonas ulvae 


Pseudoalteromonadaceae; 


ref|NR_027214.1] Streptococcus 
1410019 1411486 Streptococcus 
Streptococcus. 
ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_025578.1| Thermomonas brevis 
24 Thermomonas brevis Bacteria; 
Thermomonas. 
ref|NR_025577.1| Thermomonas fusca 
71 Thermomonas fusca Bacteria; 
Thermomonas. 
ref|NR_025569.1| Escherichia albertii 
70 1668063 Escherichia albertii Bacteria; 
teriaceae; Escherichia. 
ref|NR_025566.1| Enterobacter cowanii 
48 Enterobacter cowanii Bacteria; 
teriaceae; Enterobacter. 
ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 
monadales; Pseudoalteromonadaceae; 


ref|NR_025484.1| Dysgonomonas mossii 
30 1786580 Dysgonomonas mossii Bacteria; 


ref|NR_025455.1| Propionivibrio 

1829317 1830847 Propionivibrio 
Rhodocyclaceae; Propionivibrio. 
ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 
Ignatzschineria. 
ref|NR_025355.1| Thermicanus aegyptius 
80 Thermicanus aegyptius Bacteria; 
micanus. 
ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 
ref |NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref|NR_025328.1| Buttiauxella brennerae 
50 Buttiauxella brennerae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025305.1]| Stenotrophomonas 
2042490 2044002 Stenotrophomonas 
nthomonadales; Xanthomonadaceae; 


ref|NR_025218.1] Paracoccus 
equence 2158194 2159597 Paracoccus 
Rhodobacterales; Rhodobacteraceae; 


ref|NR_025140.1| Pseudoalteromonas 
90 2272278 Pseudoalteromonas ruthenica 
seudoalteromonadaceae; 


Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


gi|219857538 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 


ref|NR_025126.1| Pseudoalteromonas 
2290487 2291969 Pseudoalteromonas 


flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


622200 Bacteria_16S 


2318327 2318375 52 101 gi 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


622200 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


622200 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 


Pseudoalteromonas. 
622200 Bacteria_16S 


strain VP-6 16S r 


acteria; Gammaproteobacteria; Xanthomo 
2319919 2319967 52 101 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2447371 2447419 52 101 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


2537832 2537901 16 85 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


622200 Bacteria_16S 


strain FI-25796 1 


2594161 2594256 5 101 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


622200 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


622200 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


622200 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


622200 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


2620450 2620498 52 101 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2624989 2625037 52 101 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


2637143 2637191 52 101 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2647909 2648009 1 102 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


219857517 
ence 23175 
nadales; X 
219857516 
sequence 

teria; Xan 


219857421 
quence 


ia; Altero 


219857352 


2537193 25385 


yphomonada 
219857272 


6S ribosomal RNA, partial sequence 2593502 25949 


nebacterin 
219857252 
26197 
Enterobac 
219857248 
al sequenc 
acteria; X 


219857233 
26364 
Enterobac 
219857226 
quence 


; Thiotric 


622200 Bacteria_16S 
strain ATCC15947 

Bacteria; Proteob 
622200 Bacteria_16S 


2763199 2763247 52 


2764715 2764763 52 


101 


101 


gi] 219857142 


16S ribosomal RNA, partial sequence 2762542 27639 
acteria; Gammaproteobacteria; Enteroba 


cteriales; 


gi|219857141 


strain JCM1680 16 
Proteobacteria; G 


622200 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


622200 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


622200 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


622200 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; G 


622200 Bacteria_16S 


strain JCM1234 16 
Proteobacteria; G 


622200 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; G 


622200 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


622200 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


622200 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


622200 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


622200 Bacteria_16S 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766231 2766279 52 101 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2923339 2923387 52 101 gi 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2924840 2924888 52 101 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2947446 2947494 52 101 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2951925 2951973 52 101 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2966995 2967043 52 101 gi 


ammaproteobacteria; Enterobacteriales; 
2976188 2976236 52 101 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2983831 2983879 52 101 gi 
bosomal RNA, partial sequence 
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DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
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S ribosomal RNA, partial sequence 
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Enterobac 
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Enterobac 
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6S ribosomal RNA, partial sequence 2966273 29677 


Enterobac 
219846939 


2975480 29769 


Clostridiu 
219846934 


2983106 29845 


219846921 
nce 30029 
rillales; 

219846886 


3052993 30544 


eriaceae; 
219846869 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 
2319172 232071 


thomonadales; Xa 


ref|NR_025009.1 
2446675 244812 
monadales; Pseud 


ref|NR_024940.1 


ceae; Hyphomona 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024878.1 
e 2624254 262575 
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ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024854.1 

2647248 264867 
hales; Piscirick 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024660.1 
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ref|NR_024659.1 
69 Streptococcus 
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ref|NR_024641.1 
57 Enterobacter 
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ref|NR_026538.1 


teri 
ref 


aceae; Dicke 
NR_026531.1 
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ref |NR_026526.1 


ref|NR_026513.1 
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Acetobacteraceae 
ref |NR_026478.1 


Formivibrio. 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 


oalteromonadaceae; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Ss. 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


Edwardsiella tarda 
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eae; Edwardsiella. 
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ictaluri Bacteria; 
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Edwardsiella hoshinae 
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Pseudoxanthomonas 
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peroris Bacteria; 
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gergoviae Bacteria; 
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25 Clostridium ultunense Bacteria; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Formivibrio citricus 


v 


82 Formivibrio citricus Bacteria; 


ref|NR_026461.1 


Desulfurella 


multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 


622200 Bacteria_ 
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Proteob 
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v 
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ref|NR_025761.1 
4071551 407304 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


622200 Bacteria_16S 4245674 4245722 52 101 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

622200 Bacteria_16S 2197 2292 5 101 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

622200 Bacteria_16S 24941 25040 1 101 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 26433 26512 21 101 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 29470 29569 1 101 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

622200 Bacteria_16S 31044 31143 1 101 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

622200 Bacteria_16S 44480 44579 a 101 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

622200 Bacteria_16S 71839 71934 5 101 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Pseudonocardia. 


622200 Bacteria_16S 89757 89789 53 85 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

622200 Bacteria_16S 100546 100645 1 101 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 


strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

622200 Bacteria_16S 103616 103711 5 101 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

622200 Bacteria_16S 125074 125121 53 101 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

622200 Bacteria_16S 126611 126694 17 101 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
622200 Bacteria_16S 152317 152400 17 101 gi|265678961|ref|NR_029269.1| Clostridium 


propionicum strain X2 16S ribosomal RNA, partial sequence 15161 


7 153137 Clost 


xr 


idium propionicum 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 210592 210671 21 101 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 213713 213812 1 101 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

622200 Bacteria_16S 265343 265438 5 101 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
622200 Bacteria_16S 351991 352074 17 101 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

622200 Bacteria_16S 356389 356472 17 101 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

622200 Bacteria_16S 368291 368386 5 101 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

622200 Bacteria_16S 372800 372883 17 101 gi| 265678806 |ref|NR_029111.1]| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

622200 Bacteria_16S 374267 374362 5 101 gi|265678805|ref|NR_029110.1| Kitasatospora 


nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Streptomycetaceae; Kitasatospora. 


es; 


373661 375050 Kitasatospora 
Streptomycineae; 


622200 Bacteria_16S 385026 385125 1 101 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

622200 Bacteria_16S 403448 403543 5 101 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

622200 Bacteria_16S 409604 409699 5 101 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

622200 Bacteria_16S 436008 436103 5 101 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

622200 Bacteria_16S 437593 437688 5 101 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

622200 Bacteria_16S 445230 445329 1 101 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

622200 Bacteria_16S 449829 449924 5 101 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

622200 Bacteria_16S 460517 460612 5 101 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

622200 Bacteria_16S 472760 472843 17 101 gi|265678736|ref|NR_029041.1| Weissella koreensis 
strain S-5623 16S ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
Firmicutes; Lactobacillales; Weissella. 

622200 Bacteria_16S 488061 488160 1 101 gi|265678726|ref|NR_029031.1| Marinomonas 


ushuaiensis 


n Ul 16S ribosomal RNA, partial sequence 487371 488866 Marino 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
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; Actinomycetales; Streptomycineae; 
gi|265678657|ref|NR_028962.1| Novosphingobium 
ce 592408 593892 Novosphingobium hassiacum 
Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
gi|265678652|ref|NR_028957.1| Streptomyces 
rtial sequence 599812 601293 Streptomyces 
ae; Actinomycetales; Streptomycineae; 
gi| 265678615 |ref|NR_028920.1]| Clostridium uliginosum 
651676 653112 Clostridium uliginosum Bacteria; 
ceae; Clostridium. 
gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
716437 717968 Enterobacter pyrinus Bacteria; 
iales; Enterobacteriaceae; Enterobacter. 
gi|265678554|ref|NR_028858.1| Saccharomonospora 
tial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 
622200 Bacteria_16S 


Pseudonocardiaceae; 


774273 774368 5 101 


Saccharomonospor 


gi 


a. 
265678530 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
622200 Bacteria_16S 


777398 777493 5 101 


gi 


265678528 


paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 


donocardin 


ref|NR_028834.1 


eae; Pseudonocar 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 


ref|NR_028832.1 
776745 778221 


Gordonia 
Gordonia 


paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; 
622200 Bacteria_16S 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
beijiangensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 


Streptomycetaceae; 
622200 Bacteria_16S 
ingluviei strain 
Bacteria; Firmicutes; 
622200 Bacteria_16S 

jannaschii strain 
Bacteria; 
622200 Bacteria_16S 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 81510 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 
622200 Bacteria_16S 


Gordonia. 


786598 786693 5 


808141 808224 1 


Lactobacillales; 
812724 812760 1 


815748 815843 5 


856677 856760 17 


101 


7 101 


Lactobacillaceae; Lactobac 


37 


101 


101 


gi 


gi 


KR3 16S ribosomal RNA, partial sequence 


gi 


ALM2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


gi 


gi 


gasicomitatum strain TB1-10 16S ribosomal RNA, partial 


gasicomitatum LMG 
622200 Bacteria_16S 


strain K24 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


622200 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
622200 Bacteria_16S 
koreensis strain 


Catellatospora. 
622200 Bacteria_16S 
strain VKM Ac-179 


Rathayibacter. 
622200 Bacteria_16S 


aerocolonigenes strain N 
aerocolonigenes Bacteria 


Actinosynnemataceae; 
622200 Bacteria_16S 
pretiosum subsp. 

Actinosynnema 
Actinomycetales; 
622200 Bacteria_16S 


intermedius strain 1877 16S ribosomal RNA, partial sequence 91544 
Streptococcaceae; 


Bacteria; Firmicutes; 
622200 Bacteria_16S 


strain SK3 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
622200 Bacteria_16S 
strain LK2-10 16S 


Micromonospora. 
622200 Bacteria_16S 
insulare strain K 
Bacteria; 
622200 Bacteria_16S 


ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 
Bacillaceae; 


ryukyuensis Bacteria; 
622200 Bacteria_16S 

tardaugens strain 
Bacteria; 
622200 Bacteria_16S 
strain JCM 4837 1 


622200 Bacteria_16S 


Sphingopyxis. 
622200 Bacteria_16S 


18811 Bacteria; 


pretios 


Pseudon 


861290 861385 5 


876283 876378 5 


882298 882393 5 


885382 885477 5 


912998 913093 5 


Lechevalieria. 
914556 914651 5 


pretiosum 


916146 916245 1 


Lactobacillales; 
1020685 1020784 1 
complete 


1048222 10483175 


1051298 1051397 1 


1055740 1055839 1 


Firmicutes; 


1085656 1085751 5 


1143253 1143336 17 


Firmicutes; 


Streptococcaceae; 


Bacillales; 
1073767 1073850 17 

ARI-1 16S ribosomal RNA, partial sequence 10731 
Proteobacteria; Alphaproteobacteria; 


101 


101 


101 


101 


101 


101 


101 


101 
sequence 


101 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


101 


101 


101 


101 


101 


101 


Lactobacillales; 


gi 
86 


gi 


gi 


LM042 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


RRL B-3298 16S ribosomal RNA, partial seq 
; Actinobacteria; Actinobacteridae; 


gi 


um strain C-15003 16S ribosomal 


gi 


gi 
10 


Streptococcus. 


gi 


1047573 10490 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


gi 


Sphingomonadales; 


gi 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
1141727 1141810 17 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Streptomycineae; 


gi 


gi 


265678521 


265678507 
80741 


265678504 
81203 


265678502 


265678474 
sequence 


265678471 
0647 86213 


265678461 
87568 
Stre 
265678456 
88163 
Micr 
265678454 
88470 
Micr 
265678436 


Actin 


265678435 
RNA, part 


Actinosy 
265678434 


Streptoc 
265678364 
19984 10214 


265678346 


265678343 
10506 


265678340 
Parali 
265678328 


265678319 


253680762 


253680761 


e; Actinomycetales; 


Pseudonocardineae; 


Leuconostoc. 


Sphingomonadales; 


ref|NR_028777.1 
855982 857475 


ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref |NR_028764.1 
6 877087 Strept 
ptomycineae; Str 


ref |NR_028758.1 
0 883139 Catell 
omonosporineae; 


ref |NR_028756.1 
ococcineae; Micr 
ref |NR_028738.1 
uence 912332 


omycetales; Pseu 


ref 
ial 


NR_028737.1 
sequence 


nnema. 
ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028666.1 
95 Streptococcus 


ref|NR_028648.1 


neae; Micromonos 
ref|NR_028645.1 
31 1052062 Marino 


ref |NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref|NR_028621.1 
81 Streptomyces 


ref 
i 


NR_028010.1 
141076 114255 


ref|NR_028009.1 


phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Pannonibacter. 


Marinospirillum. 


ref|NR_028825.1| Streptomyces 
785920 787418 Streptomyces 
Streptomycineae; 

ref|NR_028810.1| Lactobacillus 

2 808917 Lactobacillus ingluviei 

illus. 

ref|NR_028807.1| Thioalkalivibrio 

5 813508 Thioalkalivibrio jannaschii 
Ectothiorhodospiraceae; Thioalkalivibrio. 

ref|NR_028805.1| Pseudonocardia 


9 816530 Pseudonocardia zijingensis 
Pseudonocardiaceae; 


Leuconostoc 
Leuconostoc 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Catellatospora 
atospora koreensis 


Micromonosporaceae; 


Rathayibacter caricis 


1 886196 Rathayibacter caricis 


obacteriaceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
ocardineae; Actinosynnemataceae; 


Streptococcus 

ococcus intermedius 
ccus anginosus group. 
Streptococcus gordonii 
gordonii Bacteria; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Marinospirillum 
spirillum insulare 


Paraliobacillus 
2 Paraliobacillus 


Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Streptomyces tauricus 


tauricus Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Sphingopyxis 
7 Sphingopyxis 


Sphingomonadaceae; 


Pannonibacter 


142608 114408 


R 


2 Pannonibacter 


622200 Bacteria_16S 1224847 1224946 1 101 gi|219878314|ref|NR_025453.1]| Streptococcus 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
622200 Bacteria_16S 1227896 1227995 1 101 gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 1228719 Cellvibrio fibrivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
622200 Bacteria_16S 1229432 1229531 1 101 gi|219878280|ref|NR_025419.1| Cellvibrio gandavensis 
strain R-4069 16S ribosomal RNA, partial sequence 1228770 1230255 Cellvibrio gandavensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
622200 Bacteria_16S 1241606 1241642 1 37 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 
622200 Bacteria_16S 1246109 12462045 101 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
622200 Bacteria_16S 1262495 1262590 5 101 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 
strain CBS 107.95 16S ribosomal RNA, partial sequence 1261851 1263306 Dietzia natronolimnaea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 
622200 Bacteria_16S 1276025 1276124 1 101 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
622200 Bacteria_16S 1288179 1288262 17 101 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 
622200 Bacteria_16S 1307713 1307808 5 101 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 1327711 1327794 17 101 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
622200 Bacteria_16S 1398748 1398831 17 101 gi|228715357|ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
622200 Bacteria_16S 1409197 1409295 1 101 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
622200 Bacteria_16S 1413723 1413806 17 101 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 
622200 Bacteria_16S 1416751 1416846 5 101 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
622200 Bacteria_16S 1425961 1426056 5 101 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 1427526 14276215 101 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 1439897 1439992 5 101 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
622200 Bacteria_16S 1452023 14521185 101 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
622200 Bacteria_16S 1474562 1474657 5 101 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 1488395 1488490 5 101 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 1492919 1493002 17 101 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
622200 Bacteria_16S 1494405 1494500 5 101 gi|219846703|ref|NR_026295.1| Couchioplanes 


caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 


1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 


622200 Bacteria_16S 


strain JCM3146 16S ribosomal RNA, partial sequence 


1528978 1529073 5 


101 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
622200 Bacteria_16S 
oligospora strain 


Thermomonosporaceae; 
622200 Bacteria_16S 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


1530486 1530581 5 


ATCC 43269 16S ribosomal RNA, 
oligospora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
1532025 15321205 


Micromonosporaceae; Micromonospora. 


622200 Bacteria_16S 


strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura 


1535021 1535116 5 


101 


101 


101 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
622200 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
622200 Bacteria_16S 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
622200 Bacteria_16S 


strain NRRL B-16238 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


622200 Bacteria_16S 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 154204 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
622200 Bacteria_16S 
diospyrosa strain 


Actinosynnemataceae; 
622200 Bacteria_16S 
paranensis strain 


Streptomycetaceae; 
622200 Bacteria_16S 
terrestris strain 


Streptomycetaceae; 
622200 Bacteria_16S 
gansuensis strain 


Streptomycetaceae; 
622200 Bacteria_16S 


pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; 


1536530 1536625 5 


Saccharothrix. 
1538092 15381875 


Saccharothrix. 
1539652 1539747 5 


1541201 15412965 


Actinokineospora. 
1542761 1542856 5 


Actinokineospora. 


1556205 1556300 5 


1557699 15577945 


1559193 1559288 5 


1563615 15637105 


Pseudonocardiaceae; Amycolatopsis. 


622200 Bacteria_16S 
strain MK27-91F2 


622200 Bacteria_16S 
strain SP1402 16S 


622200 Bacteria_16S 
strain DSM 40258 


1574179 15742745 


1578780 1578879 1 


1589489 1589584 5 


101 


NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


101 


101 


101 


101 


NRRL B-24047 16S ribosomal RNA, partial 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; 


101 


HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


101 


HKI 0186 16S ribosomal RNA, partial sequence 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


101 


HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


101 


101 


101 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


101 


Actinobacteria; Actinobacteridae; Actinomycetales; 


622200 Bacteria_16S 


1591037 15911325 


101 


gi] 219857434 


1528339 15297 
Streptosporangineae; 


gi|219857433 


partial sequence 


gi|219857427 


gi|219857414 


Streptosporangineae; 


gi| 219857378 


gi| 219857377 


gi| 219857376 


gi| 219857375 


gi|219857374 
gi|219846194 
219846193 


gi 


gi|219846192 


gi|219846103 


gi|219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi| 219846381 
1578118 15795 


gi|219878485 


16S ribosomal RNA, partial sequence 1588843 15903 


Streptomycinea 
gi| 219878484 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 
7 


tubercidicus Bacteria; Actinobacteria; Actinobacteridae 
Streptomyces. 


Streptomycetaceae; 
622200 Bacteria_16S 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; 


Streptomycineae; 
622200 Bacteria_16S 


chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 


1592585 1592680 5 


1594131 15942265 


Streptomyces. 


101 


101 


219878483 
partial 
Actinobact 


gi 


gi|219878482 


Actinomycetales; 


Actinomycetales; 


sequence 1535864 153737 
Actinomycetales; 


sequence 
Actinomycetales; 


Actinomycetales; 


sequence 1542095 154360 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_025022.1 


ref|NR_025021.1 


ref|NR_025015.1 


ref |NR_025002.1 


ref|NR_024966.1 


ref |NR_024965.1 
1537426 153893 


ref|NR_024964.1 


ref|NR_024963.1 


ref|NR_024962.1 


Pseudonoc 


ref|NR_025784.1 
1555586 155703 


ref|NR_025783.1 
1557082 155852 


ref|NR_025782.1 

1558576 156000 
Streptomy 
ref|NR_025693.1 
156296 
Pseudon 
ref|NR_024687.1 
Actinosynne 
ref|NR_025972.1 
Pseudomon 
ref|NR_025624.1 
40 Streptomyces 
e; Streptomyceta 
ref|NR_025623.1 

1590391 159188 
Strepto 


ref |NR_025622.1 
sequence 159193 
eridae; Actinomy 


ref |NR_025621.1 


159348 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 
Thermomonosporaceae; 


Actinomadura 


1529847 1531308 Actinomadura 
Streptosporangineae; 


Micromonospora 


1531359 1532864 Micromonospora 
Micromonosporineae; 


Actinomadura vinacea 


vinacea Bacteria; 
Thermomonosporaceae; 


Saccharothrix 
5 Saccharothrix 


Pseudonocardineae; 


Saccharothrix 
5 Saccharothrix 


Pseudonocardineae; 


Crossiella cryophila 


1538986 1540484 Crossiella cryophila Bacteria; 
Pseudonocardiaceae; 


Crossiella. 
Actinokineospora 
4 Actinokineospora 


Pseudonocardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Kitasatospora 
1 Kitasatospora 


Streptomycineae; 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


ocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 
mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 


chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
622200 Bacteria_16S 
sclerotialus stra 


Streptomycetaceae; 
622200 Bacteria_16S 
strain DSM 43049 


622200 Bacteria_16S 
olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae; 
622200 Bacteria_16S 
strain DSM 40597 


622200 Bacteria_16S 


1595678 1595773 5 101 


1597226 15973215 101 


1598774 1598869 5 101 


1600322 16004175 101 


1601870 1601965 5 101 


gi 


in DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae 
Streptomyces. 


gi 


Streptomycineae; 


gi 


us strain DSM 40595 16S ribosomal RNA, 
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GGCACGGCAAGCCAGATGTGAAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCTGAGCTAGAGTGTCGGAGAGGCAAGTGGAATTCCTAGTGTAGCG 
GTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGACTGCTAGGTGTCGGGTGGCAAAGCCATTCGGTGCCGCAGCTAACGCAATAAGCAGTCCACCTGGGGAGTACGTTCGCA 
AGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGATCTTGACATCCCGATGA 
CCGCTTCGTAATGGAAGTTTTTCTTCGGAACATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCCTATCTTCAGTAGCCAGCAGGTTAAGCTGGGCACTCTGGAGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GACCAGGGCTACACACGTGCTACAATGGCGTAAACAAAGAGAAGCGAACTCGCGAGGGTAAGCAAATCTCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAA 
CTCGACTACATGAAGCTGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCATA 
ACGCCCGAAGTCAGTGACCCAACCGTAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGGTAAGGCCCTTCGGGGTACAC 
GAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAACAGTTGGAAACAGCTGCTAATACCGGATATGAACCCTTTTCGCATGATTTG 
GGTTGGAAAGCTCCGGCGGTCAGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGAC 
CGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGAT 
GACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTGATACG 
TAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTTGCGTCAGAAGTGAAAACTCAGGGCTTAACCCTGAGCCTGCTTCTGATA 
CGGGCAGACTAGAGGAAGTTAGGGGAGAACGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGACTT 
TCCTGACGCTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTCACATTCCACGTGAT 
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ATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGGTATGTAGTTAATAGCTGCACATCTTGACGTTAGCGACA 
GAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGT 
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GCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCA 
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GCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTG 
TTTGCCAGCACGTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACA 
CACGTGCTACAATGGCGCATACAGAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGA 
AGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTG 
GGTAGTTTAACCTTCGGGAGGACGCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAACCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNTAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGAAACGAAGAATAGCTTGCTATTC 
TGGCGTCGAGCGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTAGTCGAGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATACGACCTACGGGTGAAA 
GGGGGCCTCTTCTTGAAAGCTCTCGCGACTAGATGAGCCCAAGTGGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGA 
GGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATACCGCGT 
GTATGAAGAAGGCCTTAGGGTTGTAAAGTACTTTCAGCGAGGAGGAAAGGTAGTAGATTAATACTCTGCTACTGTGACGTTACTCGCAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCG 
GGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTTCTTGAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACC 
AGTGGCGAAGGCGGCCACCTGGCAAGTAACTGACGCTCAGATGCGAAAGCGTGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTA 
CTCGGAGTTTGGTTCCTTGAGAACTGGGCTCTTAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCATAGAACTTTCCAGAGATGAATTGGTGCCTTCGGGA 
ACTATGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATG 
GTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCG 
CATACAAAGGGCTGCAAACCAGCAATGGTAAGCGAATCCCATAAAGTGCGTCGTAGTCCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTA 
ATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCTTCGG 
GAGGGCGATGACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAT 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTG 
ATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACGGGATGCATGTCTTGTGGTGGAAAGCGCTTTAGCGGTGTGGGATGA 
GCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCA 
CCATCGACGAAGGTCCGGGTTCTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGT 
CCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTAC 
TGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACG 
CATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGC 
GAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCCTTAAA 
AGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTCGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCG 
TAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGACGAACG 
CTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTTGGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTGCACTTCGG 
GATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACCCCATGCATGTGGTGTGGTGGAAAGCGTTATGTAGTGGTGTGGGATGGGCCCGCGGCCTATCAG 
CTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGC 
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NR_025515.1 
es; Streptos 


NR_025508.1 


NR_025494.1 


NR_025493.1 


NR_025492.1 
es; 
NR_025464.1 
cardineae; P 


NR_025459.1 


NR_025431.1 


omonadaceae; 
NR_025430.1 


llales; Halo 
NR_025429.1 


; Micromonos 
NR_025427.1 


e; Glaciecol 
NR_025413.1 


; Pseudonoca 
NR_025397.1 


tinomycetace 
NR_025384.1 


es; Pseudono 
NR_025383.1 
les; Pseudon 
NR_025379.1 
les; Actinom 
NR_025367.1 
les; Pseudon 
NR_025294.1 


ales; Strept 


NR_025293.1 
205497 
etales; Stre 


ref 


Actinomadura 
0 Actinomadura 
porangineae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonas. 


Streptomyces arenae 


arenae Bacteria; 
treptomycetaceae; 


Streptomyces. 
Streptomyces 
1 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Halobacillus trueperi 
cillus trueperi 


Chromohalobacter 

halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
eromonadacea 


a. 

Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Pseudonocardia 

2 Pseudonocardia 
cardineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Actinomyces 
0 Actinomyces 
ycineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


NR_025292.1 


Streptomyces 


2056438 2057920 Streptomyces 


somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
622200 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
622200 Bacteria_16S 


thermolithotrophum strain BSA 16S ribosomal RNA, partial 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 


622200 Bacteria_16S 
strain DSM 43030 


2058620 20587155 


2087721 2087804 2 


2110483 2110578 5 


101 


85 


101 


Actinobacteria; Actinobacteridae; Actinomycetales; 


622200 Bacteria_16S 
pentaromativorans 
pentaromativorans 
Novosphingobium. 
622200 Bacteria_16S 
elongatus strain 
elongatus Bacteria; 
Microbulbifer. 
622200 Bacteria_16S 
strain HSL-3 16S 
Firmicutes; 
622200 Bacteria_16S 


salipaludis strain SM-1 


Bacteria; 
622200 Bacteria_16S 


palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 


Pseudonocardiaceae; 
622200 Bacteria_16S 
strain YIM 90001 


622200 Bacteria_16S 
strain ALC-2 16S 


622200 Bacteria_16S 


chloroethenivorans strai 
chloroethenivorans Bacte 


Pseudonocardiaceae; 
622200 Bacteria_16S 


strain PK-Blue 16S ribos 
Actinobacteria; Actinoba 


622200 Bacteria_16S 
strain NCIMB 8634 


622200 Bacteria_16S 
strain NCIMB 8633 


622200 Bacteria_16S 


aetherivorans strain 10b 
aetherivorans Bacteria; 


Nocardiaceae; 
622200 Bacteria_16S 
strain IH003 16S 
Firmicutes; 
622200 Bacteria_16S 
strain Z-7792 16S 
Firmicutes; 
622200 Bacteria_16S 
pantheris strain 
pantheris Bacteria; 
622200 Bacteria_16S 


strain 7d 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


622200 Bacteria_16S 


aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
622200 Bacteria_16S 


guaymasensis strain H2 16S ribosomal RNA, partial sequence 


strain 


DSM 6810 


ribosomal RNA, 
Bacillales; 


Proteobacteria; 


16S rib 
Actinobacteria; Actinoba 


ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 


16S ribosomal 
Proteobacteria; Gammaproteobacteria; 


16S ribosomal 
Proteobacteria; Gammaproteobacteria; 


ribosomal RNA, 
Lactobacillales; 


riboso 
Bacillales; 


2113462 2113545 17 


2116564 2116663 1 


2119628 2119727 1 
Bacillaceae; 


2137737 2137836 1 


2139266 21393615 


2149837 21499325 


2151350 2151433 17 


2166436 21665315 


2167949 2168044 5 


2171037 2171136 1 


2172588 2172687 1 


2174017 2174112 5 


2177140 2177223 17 


2192284 2192383 1 


2196812 2196895 17 


LMG 21017 16S ribosomal RNA, 
Firmicutes; 


2220989 2221072 17 


2222398 2222481 17 


2231559 2231595 1 


partial sequence 
Halobacillus. 


partial sequence 


c312 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; 
Rhodococcus. 


partial sequence 
Leuconostoc. 


mal RNA, partial sequence 
Bacillaceae; Amphibacillus. 


Lactobacillales; 


Rhizobiales; 


101 


US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


101 


101 


101 


101 


101 


101 


101 


n SL-1 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; Ac 
Pseudonocardia. 


101 


omal RNA, partial sequence 
cteridae; Actinomycetales; 


101 


RNA, partial sequence 


101 


RNA, partial sequence 


101 


101 


101 


101 


complete 
Lactobacillaceae 


101 


101 


37 


gi| 219878152 


strain B19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi|219878131 


gi|219873436 


16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces 
Streptomycineae; Streptomycetaceae; 


gi| 219857659 


gi|219857657 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi|219857655 
2118933 21204 


gi|219857643 


16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; Alteromonadales; 


gi| 219857642 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
Amycolatopsis. 


gi| 219857635 


osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardineae; 


gi| 219857634 
2150729 21521 


Sphingomonadales; Erythrobac 


gi| 219857624 
sequenc 


gi|219857623 
2167280 21687 


Streptomycineae; Streptomycetaceae; 


gi| 219857621 
21703 


Pseudomonadales; Pseudomonadaceae; 


gi|219857620 
21719 


Pseudomonadales; Pseudomonadaceae; 


gi|219857619 


partial sequence 


gi|219857615 
2176454 21779 


gi| 219857604 
2191612 21930 


gi|219857601 
sequence 


gi|219857585 
2220358 22217 


Xanthobacterace 


gi| 219857584 
22217 
Xanth 
gi|219857578 
22309 


Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephone 


622200 Bacteria_16S 


2246712 2246807 5 


101 


gi| 219857568 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


sequence 


Alteromonadales; 


Alter 


Actinomycetales; 


Actinomycetales; 


ref |NR_025291.1 


ref|NR_025270.1 


ref 


NR_025250.1 


ref |NR_025248.1 


ref 


NR_025246.1 


ref |NR_025244.1 
54 Halobacillus 


ref |NR_025232.1 


ref |NR_025231.1 


ref |NR_025224.1 


ref |NR_025223.1 


teraceae; 
ref|NR_025213.1 


ref|NR_025212.1 
69 Streptomyces 


ref |NR_025210.1 


ref |NR_025208.1 


ref |NR_025204.1 
27 Leuconostoc i 


ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025189.1 


ref|NR_025173.1 
41 Xanthobacter 
ae; 


ref|NR_025172.1 


ref|NR_025166.1 


lla. 
ref 


NR_025156.1 


Xanthobacter. 


Streptomycineae; 


Streptomyces 


2057971 2059469 Streptomyces 
Actinomycetales; Streptomycineae; 


Desulfurobacterium 


2087053 2088498 Desulfurobacterium 
Desulfurobacterium. 


Streptomyces humiferus 
humiferus Bacteria; 
Streptomyces. 
Novosphingobium 


sequence 2112812 2114292 Novosphingobium 
Sphingomonadales; 


Sphingomonadaceae; 


Microbulbifer 


2115900 2117390 Microbulbifer 
Alteromonadaceae; 


Halobacillus salinus 
salinus Bacteria; 


Microbulbifer 


73 2138564 Microbulbifer salipaludis 
omonadaceae; 


Microbulbifer. 
Amycolatopsis 


2138615 2140041 Amycolatopsis 
Pseudonocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 
Porphyrobacter. 


Pseudonocardia 


e 2165786 2167229 Pseudonocardia 
tinomycetales; Pseudonocardineae; 


Streptomyces speibonae 
speibonae Bacteria; 
Streptomyces. 
Cellvibrio fulvus 


56 2171849 Cellvibrio fulvus Bacteria; 
Cellvibrio. 
ref|NR_025209.1| Cellvibrio vulgaris 


00 2173400 Cellvibrio vulgaris Bacteria; 
Cellvibrio. 


Rhodococcus 


2173451 2174859 Rhodococcus 
Corynebacterineae; 


Leuconostoc inhae 
nhae Bacteria; 


Amphibacillus tropicus 
tropicus Bacteria; 


Lactobacillus 


2196082 2197640 Lactobacillus 
; Lactobacillus. 


Xanthobacter viscosus 
viscosus Bacteria; 


Xanthobacter 


92 2223169 Xanthobacter aminoxidans 
obacteraceae; Xanthobacter. 


Persephonella 


13 2232371 Persephonella guaymasensis 


Streptomyces 


2246040 2247565 Streptomyces 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

622200 Bacteria_16S 2257477 2257572 5 101 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

622200 Bacteria_16S 2260601 2260696 5 101 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

622200 Bacteria_16S 2286646 2286682 1 37 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

622200 Bacteria_16S 2306186 23062815 101 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

622200 Bacteria_16S 2334994 2335080 14 101 gi|219857505|ref|NR_025093.1| Paracoccus methylutens 
strain DM12 16S ribosomal RNA, partial sequence 2334350 2335705 Paracoccus methylutens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

622200 Bacteria_16S 2342420 23425155 101 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
622200 Bacteria_16S 2349956 2350039 17 101 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

622200 Bacteria_16S 2391012 23911111 101 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

622200 Bacteria_16S 2413937 2414036 1 101 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 
strain AML-C10 16S ribosomal RNA, partial sequence 2413261 2414776 Methylosarcina fibrata Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 

622200 Bacteria_16S 2418610 2418693 17 101 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 


strain DSM5578 16 
Firmicutes; 


Firmicutes; 


Lacto 
622200 Bacteria_16S 
strain IH25 16S r 
Lacto 


S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2420165 2420248 17 101 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 


gi 


2417916 24194 


219857446 
2419471 24209 


20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


622200 Bacteria_16S 2421676 24217715 101 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

622200 Bacteria_16S 2457894 2457977 17 101 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

622200 Bacteria_16S 2470092 2470191 1 101 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioalkalivibrio nitratis 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
622200 Bacteria_16S 2475974 2476073 1 101 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 


strain 4822 16S r 
Tenericutes; Moll 


622200 Bacteria_16S 


orisratti strain 
orisratti Bacteri 


622200 Bacteria_16S 


strain DNP505 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
622200 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


622200 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


622200 Bacteria_16S 


albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2495592 2495691 1 101 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2496954 2497049 5 101 gi 
ribosomal RNA, partial sequence 


s 
oc 


ne 
2518251 2518346 5 101 gi 
in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
2527342 2527441 1 101 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2552520 2552615 5 101 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


eq 


v 


’ 


ne 
oc 


al 


622200 Bacteria_16S 


2475319 24767 


219857386 


equence 


uence 


219857359 


e 25266 
caceae; 


219857342 


25518 


es; Stre 


2554081 2554176 5 101 gi 


219857341 


occaceae 
219857385 
2496307 24977 
bacterin 
219857365 


Actinomy 


73 Mycoplasma fastidiosum Bacteria; 


ref|NR_024974.1 
2494920 249625 
; Streptococcus. 
ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_024953.1| Streptomyces 
2517611 2519099 Streptomyces 
cetales; Streptomycineae; 


Streptococcus 
6 Streptococcus 


ref|NR_024947.1] Desulfotomaculum 

73 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 
ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


ref|NR_024929.1| Streptacidiphilus 


carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 


622200 Bacteria_ 


strain CFML 96-19 
G 


Proteobacteria; 
622200 Bacteria_ 


strain CFML 96-17 
Proteob 


Bacteria; 
622200 Bacteria_ 


mediterranea stra 
mediterranea MMB- 


622200 Bacteria_ 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


622200 Bacteria_ 
strain DSM 43194 


strain DSM 44262 


spinosa Bacteria; 


Pseudonocardiacea 
622200 Bacteria_16S 


strain K97-0003 1 


psychrotolerans s 


psychrotolerans B 
622200 Bacteria_16S 
terrae strain IFO 
Bacteria; Actinob 


Actinokineospora. 


622200 Bacteria_16S 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


622200 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


622200 Bacteria_16S 


strain JCM 9920 1 


strain JCM 4662 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
622200 Bacteria_16S 2776864 2776959 5 101 gi| 219857132 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 

622200 Bacteria_16S 2796269 2796364 5 101 gi| 219857119 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequenc 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Micromonosporaceae; Actinoplanes. 

622200 Bacteria_16S 2797791 2797886 5 101 gi|219857118 


minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 


16S 2580098 2580197 1 101 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 2584803 2584902 1 101 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
16S 2586383 2586482 1 101 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
16S 2609477 2609572 5 101 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

16S 2611049 2611144 5 


101 gi 


2612577 2612672 5 101 gi 


2617337 2617420 17 101 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2667224 2667319 5 101 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


2668739 2668834 5 101 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 
2724405 2724500 5 


101 gi 


2727494 2727530 1 37 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2732068 2732167 1 101 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 

2760203 2760298 5 101 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


s 


al 


2767675 27677705 101 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 
zia. 


al 
ri 


2772254 2772349 5 101 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2773789 2773884 5 


Ac 


v 


101 gi 


Stre 
gi 


pt 


2775327 2775422 5 101 


219857281 


se 


na 
219857277 
qu 
ob 
219857259 
ue 
Actinomyc 


219857258 
16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
622200 Bacteria_16S 


do 
219857257 
16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
622200 Bacteria_16S 
selangorensis str 
selangorensis Bac 
622200 Bacteria_16S 
taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora. 
622200 Bacteria_16S 
spinosa strain DS 


do 
219857254 
al 
ct 
219857212 
en 
al 


219857211 
ue 
in 


219857172 
6S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
622200 Bacteria_16S 
hydrogeniphila st 
hydrogeniphila Ba 
622200 Bacteria_16S 


omonosp 
219857169 
qu 
en 
219857166 


Ca 
219857146 
en 


219857139 


219857136 
eq 


219857135 
6S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
622200 Bacteria_16S 219857133 


6S ribosomal RNA, partial sequence 2774670 27 


25794 
25841 
dales; 


ence 
acteria; 


nce 


nocardin 


nocardin 


sequenc 
obacilla 


ce 26665 
es; Pseu 


nce 
omycetal 


252 
ori 


ence 
othermac 
equen 
rnoba 


ce 
cte. 


ce 27 
es; P 


595 
seu 


sequ 
dae; 


enc 
Act 


uence 
tinomyce 


746 


omycinea 


761 


Streptomycineae; 


udomonad 
219857278 


P 


Streptomycetaceae; 


ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024908.1 

2585691 258722 
Oceanospirillal 
ref|NR_024890.1 
2608828 261032 
etales; Pseudono 


Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Amycolatopsis 
2 Amycolatopsis 
cardineae; 


ref|NR_024889.1| Prauserella rugosa 
91 Prauserella rugosa Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_024888.1| Amycolatopsis alba 
18 Amycolatopsis alba Bacteria; 

eae; Pseudonocardiaceae; Amycolatopsis. 
ref|NR_024885.1| Paralactobacillus 

e 2616635 2618129 Paralactobacillus 
ceae; Paralactobacillus. 
ref|NR_024840.1] Saccharopolyspora 
99 2668066 Saccharopolyspora taberi 
donocardineae; Pseudonocardiaceae; 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


ref|NR_024800.1| Longispora albida 

14 Longispora albida Bacteria; 

neae; Micromonosporaceae; Longispora. 

ref|NR_024797.1| Persephonella 
2726822 2728328 Persephonella 

eae; Persephonella. 

ref|NR_024794.1| Marinilactibacillus 
2731401 2732858 Marinilactibacillus 

riaceae; Marinilactibacillus. 

ref|NR_024774.1| Actinokineospora 

56 2761026 Actinokineospora terrae 

donocardineae; Actinosynnemataceae; 


ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


Dietzia 
5 Dietzia 
rynebacterineae; 


ref|NR_024764.1 
2771601 277308 
tales; Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces peucetius 
19 Streptomyces peucetius Bacteria; 
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ref|NR_024761.1| Streptomyces platensis 
57 Streptomyces platensis Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_024760.1| Streptomyces 

2776208 2777696 Streptomyces 
etales; Streptomycineae; 


ref |NR_024763.1 


ref|NR_024747.1| Actinoplanes 
e 2795622 2797094 Actinoplanes 
ycetales; Micromonosporineae; 


ref|NR_024746.1| Cryptosporangium 


2797145 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 


osporangiaceae; Cryptosporangium. 


622200 Bacteria_16S 2799312 2799407 5 101 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
622200 Bacteria_16S 2805399 2805494 5 101 gi|219857113|ref|NR_024741.1]| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
622200 Bacteria_16S 2808443 2808538 5 101 gi|219857111|ref|NR_024739.1]| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
622200 Bacteria_16S 2817482 2817581 1 101 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 
622200 Bacteria_16S 2829547 2829642 5 101 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 
622200 Bacteria_16S 2831046 28311415 101 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 2832584 2832679 5 101 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 2843223 28433185 101 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
622200 Bacteria_16S 2863386 2863485 1 101 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

622200 Bacteria_16S 2877494 2877593 1 101 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 
622200 Bacteria_16S 2891160 2891255 5 101 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
622200 Bacteria_16S 2938185 2938280 5 101 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 
622200 Bacteria_16S 2939703 2939798 5 101 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
622200 Bacteria_16S 2941226 29413215 101 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
622200 Bacteria_16S 2942742 29428375 101 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 


622200 Bacteria_16S 2965417 2965500 17 101 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
strain S37 16S ribosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

622200 Bacteria_16S 2974603 2974702 1 101 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

622200 Bacteria_16S 2977625 2977720 5 101 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 


macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 2979157 2979252 5 101 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 2980692 2980787 5 101 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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622200 Bacteria_16S 
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622200 Bacteria_16S 3493930 34940255 101 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 
622200 Bacteria_16S 3513415 35135105 101 gi| 219846567 |ref|NR_026159.1| Rathayibacter rathayi 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
622200 Bacteria_16S 3514939 35150345 101 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
622200 Bacteria_16S 3524098 3524193 5 101 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 
622200 Bacteria_16S 3525590 3525673 17 101 gi|219846559|ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
622200 Bacteria_16S 3527158 3527241 17 101 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 3577522 3577590 14 82 gi|219846524|ref|NR_026116.1| Blastobacter 
capsulatus strain 216 16S ribosomal RNA, complete sequence 3576905 3578325 Blastobacter capsulatus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 

622200 Bacteria_16S 3578986 3579054 14 82 gi|219846523|ref|NR_026115.1| Blastobacter 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 3579789 Blastobacter 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
622200 Bacteria_16S 3592853 3592932 21 101 gi|219846513|ref|NR_026105.1| Clostridium puniceum 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
622200 Bacteria_16S 3638202 3638297 5 101 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 3639754 3639849 5 101 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 3641323 36414185 101 gi| 219846478 |ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
622200 Bacteria_16S 3642848 3642943 5 101 gi| 219846477 |ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
622200 Bacteria_16S 3644380 3644475 5 101 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
622200 Bacteria_16S 3653509 3653608 1 101 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

622200 Bacteria_16S 3712600 3712695 5 101 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 
622200 Bacteria_16S 3718583 3718630 53 101 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 
622200 Bacteria_16S 3724660 3724755 5 101 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
622200 Bacteria_16S 3726121 37262165 101 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
622200 Bacteria_16S 3729028 3729123 5 101 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
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Streptomyces. 

622200 Bacteria_16S 3922626 39227215 101 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

622200 Bacteria_16S 3924206 39243015 101 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

622200 Bacteria_16S 3925787 3925882 5 101 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

622200 Bacteria_16S 3927367 3927462 5 101 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

622200 Bacteria_16S 3928948 3929043 5 101 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 3936383 3936469 14 101 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

622200 Bacteria_16S 3956953 3956989 1 37 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 


Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 

622200 Bacteria_16S 3998260 3998343 17 101 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

622200 Bacteria_16S 4001182 4001265 17 101 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

622200 Bacteria_16S 4019301 4019400 1 101 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

622200 Bacteria_16S 4055607 4055706 1 101 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

622200 Bacteria_16S 4057093 4057192 1 101 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
622200 Bacteria_16S 4115981 41160765 101 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
622200 Bacteria_16S 4117553 4117652 1 101 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

622200 Bacteria_16S 4126731 41268265 101 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 4201699 42017945 101 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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GACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATC 
GCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCACTGCGCTAACCGCAAGGAG 
GCAGGTGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGCAGCTTGCTCT 
TTTGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCA 
AAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGA 
GGATGACCAGCCACACTGGAACTGAGACACGGTCAAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCTGTATGCAGCCATGCCGCGT 
GTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGCGATGTGGTTAATAACCGCATTGATTGACGTTACCCGCAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTCAGATGTGAAATCCCCG 
GGCTTAACCTGGGAACTGCATTTGAAACTGGCAGGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTTGCGGTGAAATGCGTAGAGATCTGGAGGAATACC 
GGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCTTGGTAGTTCCACGCCGTTAACGATGTTC 
GGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACTTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCTTCGG 
GAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTGCCAGCGGGTCGG 
CCGGGAACTCAAAGGAGACTGCCAGTGACAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCG 
CATACAAAGAGAAGCGACCTCGCGAGAGCAACGGACCTCATAAAGTGCGTCGTAGGCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAA 
TCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACTTCGGGA 
GGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGAACTGCGGTTGGAACACCTCCTTANNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAGGCAG 
ATCCTCTTCGGAGGTGACGCCTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGATTGGGATAACCCCGGGAAACCGGGGCTAATA 
CCGGATAATACTTTTCGTTGCATAACGAGAAGTTGAAAGGCGGCTTTTAGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTT 
ACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAA 
TGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTCAGGGAAGAACAAGTGCCGTTCAAATAGGGCGGCACC 
TTGACGGTACCTGACCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCA 
GGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGCCATTGGAAACTGGAGGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAG 
CGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCC 
GCAAGGCTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCT 
GCCAATCCTAGAGATAGGATGTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTA 
TGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGCAGCGAAGCCGCGAGGTCAAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCA 
ACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGG 
TAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCT 
GGATCACCTCCTTTCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGACGAACGCTGGCGGCATGCCTAACACATGCAAGTC 
GAACGAGACCTTCGGGTCTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACTCGCCGAAAGGCGTGCTAATACCGGATGATGTC 
GTAAGACCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAAGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTG 
ATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAGACTG 
CATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTAT 
TGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTGGTGCTTGGGTG 
GCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGGACTGGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATCATTTAGTTGGGGACTCTAAAGGAACCGCCGGTGAT 
AAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAAACTCGCGAGAGT 
GCGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGCCTACG 
TTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTAGCG 
ACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGG 
TAACAGGAAAGTGCTTGCACTTTTGCTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGAGGGCGGGGGATAACCACTGGAAACGGTGGCTAATA 
CCGCATAATGTCGCAAGACCAAAGTGGGGGACCTGAAAGGGCCTCACGCCCGCGGATGAACCCAGATGGGATTAGCTAGTCGGTAGGGTAATGGCCTACCGAGGC 
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Staphylococcus sciuri 


622200 Bacteria_16S 1482388 1482446 42 101 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 

622200 Bacteria_16S 1515305 1515391 14 101 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

622200 Bacteria_16S 1553276 1553362 14 101 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

622200 Bacteria_16S 1662633 1662719 14 101 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 

622200 Bacteria_16S 1716093 1716139 54 101 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

622200 Bacteria_16S 1719169 1719215 54 101 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

622200 Bacteria_16S 1758795 1758881 14 101 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

622200 Bacteria_16S 1790277 1790363 14 101 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

622200 Bacteria_16S 1804048 1804134 14 101 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

622200 Bacteria_16S 1831614 1831664 51 102 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
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622200 Bacteria_16S 2882190 2882276 14 101 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 2907906 2907992 14 101 gi|219856851|ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

622200 Bacteria_16S 2929174 2929260 14 101 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 


strain IFO 13613 


622200 Bacteria_16S 
strain GraMall 16 
Proteobacteria; 
622200 Bacteria_16S 
mediterraneus str 


S ribosomal RNA, 
Deltaproteobacteria; 


3052110 3052196 14 


3062809 3062895 14 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
101 
complete sequence 3051418 30529 
Desulfuromonadales; 
101 
ain CH-B427 16S ribosomal RNA, 


locystaceae; T 


gi| 219846887 |ref 


56 Terasakiella 


erasakiella. 
NR_026479.1 


pusilla Bacteria; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


Pelobacteraceae; Malonomonas. 
gi|219846880|ref|NR_026472.1| Sulfitobacter 
partial sequence 3062186 3063600 Sulfitobacter 


mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Sulfitobacter. 

622200 Bacteria_16S 3137778 3137824 54 101 gi|219846830|ref|NR_026422.1| Sulfurospirillum 

deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 

Campylobacteraceae; Sulfurospirillum. 


622200 Bacteria_16S 


617-93 16S ribosomal RNA, partial sequence 


3140744 3140830 14 


101 
3140051 3141558 Gemel 


219846828 |ref 


lab 


gi 


NR_026420.1 
ergeri Bacte 


ria; 


Gemella bergeri strain 
Firmicutes; 


Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
622200 Bacteria_16S 3159193 3159239 54 101 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain F1F6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 


arcachonense Bacteria; 
Sulfurospirillum. 
622200 Bacteria_16S 
heliothermus stra 
heliothermus Bacteria; 
Antarctobacter. 
622200 Bacteria_16S 
sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 

622200 Bacteria_16S 
strain DSM 5351 1 
Firmicutes; Bacil 
622200 Bacteria_16S 
strain DSM 9537 1 
Fusobacteria; Fus 
622200 Bacteria_16S 
strain DSM 7345 1 
Proteobacteria; 
622200 Bacteria_16S 
acidigallici stra 
acidigallici Bacteria; 
Pelobacter. 
622200 Bacteria_16S 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


hansenii Bacteria; 
Gluconacetobacter 
622200 Bacteria_16S 
periodonticum str 
periodonticum Bac 
622200 Bacteria_16S 
nucleatum subsp. 


in EL-219 


ain RB-1 1 
teria; 


6S ribosomal RNA, 
lales; 


teria; 


P 


3162117 3162203 14 


3300106 3300156 50 


Proteobacteria; 


3303174 3303260 14 


Salinicoccus. 


3391405 3391455 51 


3489343 3489429 14 


3521079 3521165 14 


in DSM 2377 16S ribosomal RNA, 


Proteobacteria; 


3553290 3553388 2 


3618700 3618758 42 


Fusobacteria; 
3620081 3620139 42 


roteobacteria; Epsilonproteobac 


101 


16S ribosomal RNA, partial s 
Proteobacteria; Alphaproteobacte 


101 


6S ribosomal RNA, partial sequ 
Gammaproteobacter 


101 


complete sequence 3302462 33040 


102 


6S ribosomal RNA, partial sequence 3390715 33921 
obacteriales; Fusobacteriaceae; Propioni 


101 


6S ribosomal RNA, partial sequence 3488653 34901 
Deltaproteobacteria; Desulfuromonadales; 


101 


Deltaproteobacte 


101 


101 


ain EK1-15 16S ribosomal RNA, partial 
Fusobacteriales; 


101 


teria; Campylo 
219846814 
equence 


ria; Rhodobact 


gi ref 


w 


219846721 
ence 
ia; 


gi ref 


Thiotric 


gi| 219846719 |ref 


gi| 219846651 |ref 
genium. 


gi| 219846583 |ref 


; Desulfuromon 
219846562 |ref 
sequence 
ria; Desul 


gi 
partial 


w 


gi| 219846541 |ref 


Rhodospirilla 
219846493 
sequence 
Fusobacter 


gi ref 


iace 


161511 316291 


3299393 33008 


04 Salinicoccus 


25 Desulfuromusa 


520389 35218 
furomonadales; 


3552654 35541 


3618078 36194 


bacterales; 
NR_026406.1 
erales; 
NR_026313.1 


7 


hales; Pisci 


NR_026311.1 


NR_026243.1 


NR_026175.1 


adaceae; Des 


NR_026154.1 
8 
P 


NR_026133.1 
3 
les; 


NR_026085.1 
0 
ae; Fusobac 


gi| 219846492 |ref 


NR_026084.1 


animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 


Campylobacteraceae; 


Antarctobacter 


0 Antarctobacter 
Rhodobacteraceae; 


Methylophaga 


9 Methylophaga 
rickettsiaceae; 


Salinicoccus roseus 


roseus Bacteria; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Desulfuromusa bakii 
bakii Bacteria; 


ulfuromusa. 


Pelobacter 


2 Pelobacter 
elobacteraceae; 


Gluconacetobacter 


4 Gluconacetobacter 
Acetobacteraceae; 


Fusobacterium 


8 Fusobacterium 
terium. 


Fusobacterium 
3619459 3620789 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; Fusobacterium. 
622200 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 


622200 Bacteria_16S 


622200 Bacteria_16S 
Proteobacteria; 
622200 Bacteria_16S 
strain ATCC 29543 
Bacteria; Proteobacteria; 
622200 Bacteria_16S 


622200 Bacteria_16S 
muriaticus strain 
Bacteria; Firmicutes; 
622200 Bacteria_16S 


Tenericutes; Mollicutes; 
622200 Bacteria_16S 


canifelinum Bacteria; 
622200 Bacteria_16S 

leiognathi strain 
Bacteria; Proteobacteria; 
622200 Bacteria_16S 


californicum Bacteria; 
622200 Bacteria_16S 


Bacteria; Actinobacteria; 
622200 Bacteria_16S 


denticolens Bacteria; 
Parascardovia. 

622200 Bacteria_ 
psychraerophilum 
psychraerophilum 
Bifidobacterium. 
622200 Bacteria_ 


16S 
Bacteria; 
16S 


Bacteria; Proteobacteria; 
622200 Bacteria_16S 
VR1 16S ribosomal 
Gammaproteobacteria; 
622200 Bacteria_16S 


strain 7-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; 


622200 Bacteria_16S 


hydrothermalis Bacteria; 
622200 Bacteria_16S 


3621462 3621520 42 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; 
3697570 3697620 50 
strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 36983 
Proteobacteria; Epsilonproteobacteria; 


Tenericutes; 
335423 335520 3 
subtile strain F395 16S ribosomal RNA, partial sequence 
Actinobacteridae; 
336989 337086 3 

denticolens strain B 3028 16S ribosomal RNA, partial sequence 
Actinobacteria; 


442182 442279 3 
strain T16 16S ribosomal RNA, partial 
Actinobacteria; 


754422 754471 51 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 75371 
Gammaproteobacteria; 
769657 769731 27 
RNA, partial sequence 
Vibrionales; 

1035982 1036031 52 


1060332 1060405 28 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
1153752 1153825 27 

strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 


101 gi 


partial 
Fusobacteria; Fusobacteriale 
101 gi| 219846438 


DOT gi 


101 gi 


101 gi 


101 gi 
Enterococcaceae; 
101 gi 


101 gi 
partial 
Fusobacteriales; 


101 gi 


101 gi 


Mollicutes; 


101 gi 


101 gi 
Actinobacteridae; 
101 gi 


101 gi 


101 gi| 265678533 
768965 770424 Vibri 
Vibrionaceae; Vibrio. 

101 gi| 265678354 

1035238 10367 

Burkholderiales; Oxalobactera 
102 gi| 265678337 
Deinococci; Thermal 

101 gi| 253680754 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


622200 Bacteria_16S 
506 16S ribosomal RNA, 


Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
622200 Bacteria_16S 1309255 1309304 51 101 gi| 228721488 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequ 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacte 
Hyphomicrobium. 

622200 Bacteria_16S 1310728 1310777 51 101 gi| 228721487 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial s 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobac 
Hyphomicrobium. 

622200 Bacteria_16S 1342969 1343054 15 101 gi|228721107 


1306268 1306317 51 
complete sequence 


101 gi 


animalis Bacteria; 


Campylobacterales; 
3717024 3717110 14 
strain E-37 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; 
3817661 3817711 50 
16S ribosomal RNA, partial sequence 
Epsilonproteobacteria; 
3819184 3819234 50 
strain 165 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


3716418 37177 
Rhodobacterales; Rhodobacter 


Campylobacterale 


3818485 38199 
Campylobacterales; 
3897029 3897115 14 
X-1 16S ribosomal RNA, partial sequence 
Lactobacillales; 
4107011 4107097 14 
strain PS-1 16S ribosomal RNA, partial sequence 
Acholeplasmatales; 
4182194 4182252 42 
canifelinum strain RMA 12708 16S ribosomal RNA, 
Fusobacteria; 
176780 176853 27 
L1 16S ribosomal RNA, partial 
Gammaproteobacteria; 
300213 300286 27 
californicum strain ST-6 16S ribosomal RNA, partial sequence 
Mycoplasmataceae; 


4106362 41078 
Acholeplasmataceae; A 


Fusobacteria 


sequence 
Vibrionales; 


Bifidobacteriales; 


Actinobacteridae; 


Cardiobacteriales; 


1305606 1307012 Stark 


219846491 


Helicob 
219846425 


219846351 
38169 


219846350 


Helicob 
219846297 

38963 
Tetrageno 
219846148 


219846089 
sequence 


265678945 

17604 
Vibri 
265678860 


265678834 
33475 

Bi 

265678833 


Bifidobac 
265678760 
sequence 
Bifi 


265678543 


onaceae; P 
219846269 


Fusobacteria; 


o ruber Bacteria; 


ceae; 


hotobacterium. 


eya 


teria; 


Fusobacteriales; 


ref|NR_026083.1| Fusobacterium 

sequence 3620840 3622170 Fusobacterium 
s; Fusobacteriaceae; Fusobacterium. 
ref|NR_026029.1| Helicobacter trogontum 
08 Helicobacter trogontum Bacteria; 
acteraceae; Helicobacter. 
ref|NR_026016.1| Sagittula stellata 

90 Sagittula stellata Bacteria; 

aceae; Sagittula. 
ref|NR_025942.1| Wolinella succinogenes 
54 3818434 Wolinella succinogenes 

s; Helicobacteraceae; Wolinella. 
ref|NR_025941.1| Helicobacter cinaedi 
57 Helicobacter cinaedi Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025887.1| Tetragenococcus 


31 3897842 Tetragenococcus muriaticus 
coccus. 
ref|NR_025738.1| Acholeplasma pleciae 
18 Acholeplasma pleciae Bacteria; 
choleplasma. 
ref|NR_025679.1| Fusobacterium 
4181497 4182954 Fusobacterium 
ceae; Fusobacterium. 
ref |NR_029253.1| Photobacterium 
8 177513 Photobacterium leiognathi 
onaceae; Photobacterium. 
ref|NR_029166.1| Mycoplasma 
299496 300945 Mycoplasma 
Mycoplasma. 
ref|NR_029139.1| Bifidobacterium 


5 336267 Bifidobacterium subtile 


fidobacteriaceae; Bifidobacterium. 
ref|NR_029138.1| Parascardovia 
336318 337835 Parascardovia 


teriales; Bifidobacteriaceae; 
ref|NR_029065.1| Bifidobacterium 
441527 442954 Bifidobacterium 


dobacteriales; Bifidobacteriaceae; 


ref|NR_028847.1| Cardiobacterium 

9 755211 Cardiobacterium valvarum 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_028837.1| Vibrio ruber strain 
Proteobacteria; 


ref|NR_028656.1| Herbaspirillum putei 
33 Herbaspirillum putei Bacteria; 
Herbaspirillum. 

ref |NR_028639.1| Marinithermus 

1059624 1061116 Marinithermus 

es; Thermaceae; Marinithermus. 
ref|NR_028002.1| Photobacterium indicum 
25 Photobacterium indicum Bacteria; 


ref|NR_025859.1] Starkeya novella DSM 


novella Bacteria; Proteobacteria; 


ref 
ence 
ria; 


NR_027611.1| Hyphomicrobium facile 
1308596 1310018 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; 


ref|NR_027610.1| Hyphomicrobium facile 
equence 1310069 1311491 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; 


ref|NR_027602.1| Ferrimonas balearica 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 


Proteobacteria; 


Gammaproteobacteria; 


Alteromonadales; 


Ferrimonadaceae; 


Ferrimonas. 


622200 Bacteria_16S 
subsp. costicola 
costicola subsp. 
Salinivibrio. 

622200 Bacteria_16S 


OT-1 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Flavobacteria; 
622200 Bacteria_16S 


turnerae strain T7902 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Alteromo 


Bacteria; 
Teredinibacter. 
622200 Bacteria_16S 


strain M2000/95/1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteure 


622200 Bacteria_16S 


strain 75-80 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


622200 Bacteria_16S 


strain HS-5 16S ribosomal RNA, partial 
Rubrobacteridae; 


Actinobacteria; 
622200 Bacteria_16S 


strain LUH4616 16S ribosomal RNA, parti 
Gammaproteobacteria; Ps 


Proteobacteria; 
622200 Bacteria_16S 


strain HK85 16S ribosomal RNA, partial s 
Gammaproteobacteria; Pa 


Proteobacteria; 
622200 Bacteria_16S 
schindleri strain 
schindleri Bacteria; 
622200 Bacteria_16S 
strain LMG 1945, 
Proteobacteria; 
622200 Bacteria_16S 


skagerrakense strain D30 16S ribosomal RNA, partial seq 
skagerrakense Bacteria; 


622200 Bacteria_16S 


strain LBB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


622200 Bacteria_16S 
strain ATCC49733 
Proteobacteria; 

622200 Bacteria_16S 
strain MMP-1 16S 


622200 Bacteria_16S 


strain G122 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


622200 Bacteria_16S 
strain B1/T1 16S 


622200 Bacteria_16S 


strain 1219 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Mycoplasmatace 


622200 Bacteria_16S 


granulomatis strain ATCC 49244 16S ribo 


granulomatis Bacteria; 
622200 Bacteria_16S 
strain HPA92 16S 
Proteobacteria; 
622200 Bacteria_16S 


strain 177 16S ribosomal RNA, partial se 
Gammaproteobacteria; Pa 


Proteobacteria; 
622200 Bacteria_16S 


strain P925 16S ribosomal RNA, partial s 
Gammaproteobacteria; Pa 


Proteobacteria; 
622200 Bacteria_16S 


succinogenes strain 1302 16S ribosomal 


succinogenes Bacteria; 
Actinobacillus. 
622200 Bacteria_16S 


LUH5832 16S ribosomal 
Proteobacteria; 


R8846 16S ribosomal RN 
Betaproteobacteria; Bur 


ribosomal RNA, partial 
Tenericutes; Mollicutes; Mycoplasmatace 


ribosomal RNA, partial 
Gammaproteobacteria; Pa 


1355200 1355285 15 


1374836 1374885 51 


1377877 1377926 51 


1443054 1443103 51 


1659587 1659660 27 


1705455 1705504 51 


1872732 1872781 51 


1875713 1875762 51 


1888178 1888227 51 


1898986 1899035 51 


2142274 2142323 51 
Bacteroidetes; 
2340913 2340998 15 


2363786 2363835 51 


2377360 2377433 27 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2380374 2380447 27 


2483528 2483577 51 


2491097 2491146 51 


2600247 2600296 51 


Proteobacteria; 


2601801 2601850 51 


2603355 2603404 51 


2604909 2604958 51 


2638722 2638771 51 


Proteobacteria; 


2707955 2708004 51 


sequence 
Thermoleophilales; The 


101 


strain ATCC 33508 16S ribosomal RNA, p 


costicola Bacteria; Proteobacteria; 


101 


1374101 1375614 Kordi 
Flavobacteriaceae; 


101 


101 


101 


101 


101 


al sequence 
eudomonadales; 


101 
equence 


steurellales; 


101 


RNA, partial se 
Gammaproteobacteri 


101 


A, partial seque 
kholderiales; Al 


101 


Flavobacteria; 


101 


101 


101 


101 


101 


sequence 


101 
equence 


101 


somal RNA, parti 
Gammaproteobacte 


101 
sequence 


steurellales; 


101 
quence 


steurellales; 


101 
equence 


steurellales; 


101 


RNA, partial seq 
Gammaproteobacte 


101 


gi 
Ga 
gi 


Kor 
gi 


gi 


gi 


1658880 16603 


gi 


1704738 17061 


gi 


1872026 18734 
Moraxellace 


gi 


1874987 18764 


Pa 
gi 


gi 


gi 


F 
gi 


2340265 23417 


gi 


16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pa 


gi 


2376676 23781 


gi 


2379691 23811 


gi 


2482825 24842 
ae; Mycoplasma. 


gi 


2490394 24918 
ae; Mycoplasma. 


gi 


gi 


2601060 26025 
steurellaceae; 


Pa 
gi 


2602614 26041 
steurellaceae; 


Pa 
gi 


2604168 26056 
steurellaceae; 


Pa 
gi 


228720264 
artial seq 
mmaproteob 


228717906 


dia. 
228717562 
ce 13771 
nadales; 


224581426 

14423 
llales; Pa 
219878435 


onaceae; G 
219878404 


rmoleophil 
219878286 


219878284 


steurellac 
219878273 
quence 

a; 
219878264 
nce 18982 
caligenace 
219857640 
uence 

lavobacter 
219857501 


hodobacter 
219857485 


steurellac 


219857475 


219857473 


219857394 


219857389 


219857268 
al 
ria; 
219857267 


219857266 


219857265 


219857232 
uence 
ria; 


gi 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 
ref 


eae; 
ref 


ref 


ae; 


ref 


2 


ref 


ref 


eae. 


ref 


ref 


ref 


ref 


ref 


sequence 2599506 260100 
Pasteurel 


ref 


ref 


ref 


ref 


219857183 


thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 


Hydrogenimonas. 


ref 


uence 
acteria; Vibrion 


a algicida OT-1 


67 1378635 Teredi 
Alteromonadales 


29 1443825 Actin 
steurellaceae; 


aceae; 


90 Acinetobacter 


1887472 188893 
Pseudomonadales; 


81 1899753 Bracki 


141553 214301 
iales; 


aceae; 


NR_027590.1 
135446 


NR_027568.1 


NR_027564.1 


NR_027207.1 


NR_025574.1 


NR_025543.1 


NR_025425.1 
Acinetobacte 
NR_025423.1 
NR_025412.1 


Moraxe 
NR_025403.1 


Brackiella. 
NR_025229.1 


Flavobact 
NR_025089.1 


NR_025073.1 


NR_025063.1 


NR_025061.1 


NR_024982.1 


NR_024977.1 


NR_024899.1 


lales; Paste 
NR_024898.1 


Mannheimia. 
NR_024897.1 


Mannheimia. 
NR_024896.1 


Mannheimia. 
NR_024860.1 


2637974 263946 
Pasteurel 


lales; Paste 


g 


° 
Actinobacillus. 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Teredinibacter 
nibacter turnerae T7901 


enera incertae sedis; 


Actinobacillus scotiae 
bacillus scotiae 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 
rimontia. 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
Thermoleo 


philum. 

Acinetobacter parvus 
parvus Bacteria; 
r. 

Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
Haemophilus. 


Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Brackiella oedipodis 
ella oedipodis Bacteria; 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
Rhodobaca. 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


NR_024811.1 


Hydrogenimonas 


2707242 2708663 Hydrogenimonas 


622200 Bacteria_16S 
amylolyticum stra 
amylolyticum Bacteria; 
622200 Bacteria_16S 

mesophilum strain 
mesophilum Bacteria; 
622200 Bacteria_16S 
denitrificans str 
denitrificans Bac 


2811496 2811545 51 
in MBIC4355 16S ribosomal RNA, 
Bacteroidetes; 
2812990 2813039 51 
MBIC1140 16S ribosomal RNA, partial s 
Bacteroidetes; 

3124407 3124456 51 
ain DSM 1869 16S ribosomal RNA, partia 


Flavobacteria; 


Flavobacteria; 


101 gi 
partial 
Fl 


101 gi 


101 gi 


1 


s 
av 


eq 
Flavob 


er 


219857109 
equence 
obacteri 
219857108 
uence 
acterial 
219846839 
sequence 


Rhiz 


Hyphomicrobium. 
622200 Bacteria_ 


strain Ekho Lake- 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


622200 Bacteria_ 


australicum strain IFAM ST1306 16S ribosomal RNA, partial 
australicum Bacte 


622200 Bacteria_ 


islandicus strain 
Bacteria; Nitrosp 


622200 Bacteria_ 


spinosum strain D 
spinosum Bacteria; 


Verrucomicrobium. 
622200 Bacteria_ 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 343 
Proteob 


Bacteria; 
622200 Bacteria_ 
strain DSM 6964 1 
Proteobacteria; 


Acinetobacter. 


622200 Bacteria_16S 


baumannii strain 


baumannii Bacteri 
622200 Bacteria_16S 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
622200 Bacteria_16S 
filamentus strain 
Bactero 
622200 Bacteria_16S 


Bacteria; 


strain P-172-71 1 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


Tenericutes; Moll 


622200 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


622200 Bacteria_16S 


franzmannii strai 
Bacteria; Bactero 


622200 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


622200 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


622200 Bacteria_16S 


lipolyticum strai 
Bacteria; Proteob 


622200 Bacteria_16S 


strain SGT-108 16 


Gammaproteobacteria; Ps 
622200 Bacteria_16S 
haemolyticus stra 
haemolyticus Bacteria; 


Gammaproteobacteria; Pasteurellales; Pa 
622200 Bacteria_16S 
porcinus strain NM319 16S ribosomal RNA, partial sequen 
Proteob 
622200 Bacteria_16S 
strain A089 16S r 
Gammaproteobacteria; Vibrionales; Vibri 
622200 Bacteria_16S 
strain LX 16S ribosomal RNA, partial sequence 


teria; Proteobacteria; Alphaproteobacteria; 


16S 3163579 3163664 15 101 


172 16S ribosomal RNA, partial 


219846813 
e 31629 


gi 
sequenc 
16S 3263606 3263655 51 101 219846745 
sequenc 


ia; Rhizob 


gi 


ria; Proteobacteria; Alphaproteobacter 
16S 3287878 3287927 51 101 gi| 219846729 
Rlha3 16S ribosomal RNA, partial sequence 32871 
irae; Nitrospirales; Nitrospiraceae; Thermodesul 
16S 3364152 3364252 1 102 gi| 219846674 
SM 4136 16S ribosomal RNA, partial sequence 

Verrucomicrobia; Verrucomicrobiae; Verrucomicr 


16S 3437515 3437564 51 101 219846618 
68 
Gammaproteobacteria; Pseudomonadales; M 
3440534 3440583 51 101 gi| 219846616 
6S ribosomal RNA, partial sequence 3439822 34412 
eudomonadales; Moraxellace 
3442043 3442092 51 101 gi| 219846615 
in DSM 6962 16S ribosomal RNA, complete sequence 


Proteobacteria; Gammaproteobacteria; Pseud 


gi 


acteria; 
16S 


3443553 3443602 51 101 gi|219846614 
DSM 30007 16S ribosomal RNA, complete sequence 

a; Proteobacteria; Gammaproteobacteria; Pseudomo 
3498361 3498457 5 101 gi|219846577 
16S ribosomal RNA, partial sequence 34976 


3681087 3681136 51 101 gi 
215 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriales; 
3694659 3694708 51 101 gi|219846441 
6S ribosomal RNA, partial sequence 3693916 36953 
steurellac 
219846439 
ce 36953 
acteria; Gammaproteobacteria; Pasteurellales; Pa 
3749562 3749635 27 101 gi|219846401 
ibosomal RNA, partial sequence 3748871 37503 
onaceae; V 
gi| 219846373 
3785096 37865 
icutes; Mycoplasmataceae; Mycoplasma. 
3790252 3790301 51 101 gi| 219846370 
bosomal RNA, partial sequence 3789540 37910 
icutes; Acholeplasmatales; Acholeplasmataceae; 
3793319 3793368 51 101 gi| 219846368 
n 301 16S ribosomal RNA, partial sequence 37926 
idetes; Flavobacteria; Flavobacteriales; 
3825347 3825396 51 101 gi| 219846346 
16S ribosomal RNA, complete sequence 38245 
acteria; Gammaproteobacteria; Pasteurellales; Pa 
3828393 3828442 51 101 gi| 219846344 
73 16S ribosomal RNA, partial sequence 38276 
acteria; Gammaproteobacteria; Cardiobacteriales; 
4002743 4002816 27 101 gi| 219846223 
n M37 16S ribosomal RNA, partial sequence 40020 
acteria; Gammaproteobacteria; Vibrionales; 


219846450 
36803 


3696096 3696145 51 101 gi 


3785781 3785854 27 101 


, 


4067745 4067794 51 101 gi| 219846174 
S ribosomal RNA, partial sequence 


ref 


ales; 
ref 


es; 
ref 


obia 


ref 
61 3164378 Roseo 
aceae; 
ref 
e 3262929 32643 
iale 
ref 
91 3288591 Thermodesulfovibrio islandicus 
fovi 
ref 


obia 


ref 
03 3438261 Acinetobacter radioresistens 
oraxellaceae; 
ref 
80 Acinetobacter 
ae; 
ref 


omon 
ref 


nada 
ref 
92 3499120 Actinomyces radingae Bacteria; 


ref 
74 3681813 Polar 
Flavobacter 
ref 
20 Pasteurella aerogenes Bacteria; 
eae. 
ref 
71 3696836 Actino 
steu 
ref 
67 Vibrio scophthalmi Bacteria; 
ibri 
ref 
26 Mycoplasma simbae Bacteria; 


ref 
15 Acholeplasma 
Achol 
ref 
06 3794045 Polar 
Flavobacter 
ref 
98 3826078 Avibac 
steu 
ref 
53 3829122 Cardio 
Cardiobacteriac 
ref 
46 4003543 Photob 
Vibrionac 
ref 
4067035 4068516 Aquicella siphonis Bacteria; 


NR_024737.1 
2810779 28122 


NR_024736.1 
2812273 281371 
Flavobacter 
NR_026431.1 
123738 312518 
les; 


3 


NR_026405.1 


Roseovar 
NR_026337.1 
8 
Ss; Hyphomic 
NR_026321.1 


brio. 
NR_026266.1 
3363492 336498 
les; 


NR_026210.1 


Ac 
NR_026208.1 


Acinetobacte 
NR_026207.1 
3441331 344279 
adales; Mora 


NR_026206.1 
3442841 344429 
les; Moraxel 
NR_026169.1 
Actinomycetace 
NR_026041.1 
i 
iaceae; Pola 
NR_026032.1 


NR_026030.1 


rellaceae; 
NR_025992.1 


oO. 
NR_025964.1 


NR_025961.1 


eplasma. 
NR_025959.1 
i 
iaceae; Pola 
NR_025937.1 


rellaceae; A 


NR_025934.1 


NR_025813.1 


eae; Photoba 


2 
Flavobacteriaceae; 


i 


Hyphomi 


robiaceae; 


Tenacibaculum 

2 Tenacibaculum 

Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Hyphomicrobium 

3 Hyphomicrobium 

crobiaceae; 


Roseovarius tolerans 


varius tolerans Bacteria; 
i 


us. 

Pedomicrobium 

2 Pedomicrobium 
Pedomicrobium. 
Thermodesulfovibrio 


Verrucomicrobium 
3 Verrucomicrobium 


Verrucomicrobiaceae; 


Acinetobacter 


inetobacter. 
Acinetobacter junii 
junii Bacteria; 

r. 

Acinetobacter 

0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Actinomyces radingae 


ae; Actinomyces. 
Polaribacter 

bacter filamentus 
ribacter. 

Pasteurella aerogenes 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Vibrio scophthalmi 


Mycoplasma simbae 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Polaribacter 

bacter franzmannii 
ribacter. 
Avibacterium volantium 
terium volantium 
vibacterium. 
Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Photobacterium 
acterium lipolyticum 
cterium. 


NR_025764.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 


Aquicella siphonis 


622200 Bacteria_16S 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; 
622200 Bacteria_16S 

strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequenc 


Bacteria; 
622200 Bacteria_16S 


Spirochaetes; 


4195853 4195902 51 


Proteobacteria; 


15651 15728 1 


21797 21897 1 


101 


78 


Spirochaetales; Leptospiraceae; 


102 


strain 12B4 16S ribosomal RNA, partial sequence 


Firmicutes; 
622200 Bacteria_16S 
strain N. Pfennig 
Bacteria; 
622200 Bacteria_16S 
strain N. Pfennig 


622200 Bacteria_16S 


Clostridia; 


56786 56834 


58287 58335 


70336 70420 


Clostridiales; Veillonellaceae; 
52 
2611 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Chromatiales; 
52 
2711 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 
17 


101 


101 


102 


gi 


Gammaproteobacteria; 


219846078 


ref|NR_025668.1| Zooshikella 


195136 4196576 Zooshikella 


rs 


Oceanospirillales; Hahellaceae; Zooshikella. 
gi|265679053|ref|NR_029361.1| Leptospira interrogans 
e 15032 16427 Leptospira interrogans 
Leptospira. 
gi|265679049|ref|NR_029357.1| Propionispira arboris 
21157 22626  #Propionispira arboris Bacteria; 
Propionispira. 
gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
56079 57529 Thiocystis gelatinosa 
Chromatiaceae; Thiocystis. 
gi|265679025|ref|NR_029333.1| Thiocystis violacea 
57580 59029 Thiocystis violacea Bacteria; 
matiaceae; Thiocystis. 
gi|265679017|ref|NR_029325.1| Schwartzia 
69637 71125 Schwartzia 


succinivorans strain S1-1 16S ribosomal RNA, partial sequence 


succinivorans Bacteria; 


622200 Bacteria_16S 


proteolyticus strain BT 16S ribosomal RNA, partial sequ 
proteolyticus Bacteria; 


Coprothermobacter. 
622200 Bacteria_16S 


Firmicutes; 
202756 202837 1 


Firmicutes; 


244403 244503 1 


Clostridia; 


Clostridia; 


82 


102 


strain LC 1 16S ribosomal RNA, partial sequence 


Firmicutes; 
622200 Bacteria_16S 


polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticu 
Thermoanaerobacterales; Thermoanaerobacterales Family III. 


622200 Bacteria_16S 


strain HO14 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 
622200 Bacteria_16S 
asymbiotica subsp. 


Clostridia; 


269885 269933 52 


310940 310988 52 


400419 400467 52 


australis strain 9802892 16S 


Photorhabdus asymbiotica subsp. 


Enterobacteriales; 
622200 Bacteria_16S 


strain HTCC2506 16S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; 


622200 Bacteria_16S 


bajacaliforniensis strain BA-2 16S ribosomal RNA, 
bajacaliforniensis Bacteria; 


622200 Bacteria_16S 
antarctica strain 


Pseudonocardiaceae; 
622200 Bacteria_16S 
strain TMAO3 16S 
Firmicutes; 
622200 Bacteria_16S 


strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter 


Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; 


622200 Bacteria_16S 


Enterobacteriaceae; 


439159 439207 52 


484952 485000 52 


506569 506646 5 


549195 549295 1 


567600 567648 52 


584060 584144 16 


Spirochaetes; 


Clostridiales; Veillonellaceae; 


101 


101 


Spirochaetaceae; Borrelia; 


101 


Clostri 


Thermoa 


m Bacteria; 


gi 


gi| 265678899 


243690 245115 Megasphaera el 
Megasphaera. 


gi| 265678880 


gi| 265678853 


310195 31168 
Borrelia 


gi| 265678788 


ribosomal RNA, partial sequence 


naerobacterales; 


artial sequence 
Firmicutes; 
Incertae Sedis; 


ref|NR_029236.1 


ref |NR_029207.1 


ref |NR_029186.1 
269183 
Clostridia 


ref |NR_029159.1 


ref |NR_029093.1 


diales; Veillonellaceae; Schwartzia. 
265678928 
ence 202087 203611 Coprothermobacter 
Thermodesulfobiaceae; 


Coprothermobacter 


Megasphaera elsdenii 


sdenii Bacteria; 


Thermoanaerobacterium 


270620 


v 


Thermoanaerobacterium. 


Borrelia japonica 


7 Borrelia japonica Bacteria; 
burgdorferi group. 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


101 


Rhizobiales; Auran 


101 


82 


102 


ribosomal RNA, partial sequence 


Clostridia; Clostridiales; Veillonellaceae; 


101 


101 


compl 
Spirochaetales; 


gi| 265678762 


ref |NR_029067.1 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


timonadaceae; Fulvimarina. 
gi| 265678728 |ref|NR_029033.1| Spirochaeta 
ete sequence 484221 485741 Spirochaeta 
Spirochaetaceae; Spirochaeta. 
gi|265678714|ref|NR_029019.1| Pseudonocardia 
505922 507359 Pseudonocardia 


DVS 5al 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


gi| 265678686 


548509 55004 
Sporomusa. 


gi| 265678674 


gi| 265678663 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 


seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
622200 Bacteria_16S 


597575 597623 52 


101 


strain BCH 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 


622200 Bacteria_16S 
strain ED 11/3LLK 


Aquificae; Aquificales; 


622200 Bacteria_16S 
H 1 16S ribosomal 
Clostridia; 
622200 Bacteria_16S 


603623 603660 1 


643320 643420 1 


RNA, partial sequence 
Clostridiales; Veillonellaceae; 


676575 676636 1 


38 


16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; 


102 gi| 265678622 |ref|NR_028927.1 

642624 644123 Sporomusa ovata Bacteria; 
Sporomusa. 

62 gi| 265678598 |ref|NR_028903.1 


strain NGA 16S ribosomal RNA, partial sequence 


Synergistetes; 
622200 Bacteria_16S 


Synergistia; 


693253 693313 41 


Synergistales; 


102 


strain IS1B 16S ribosomal RNA, partial sequence 


Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 


Synergistaceae; 


gi| 265678654 


596871 59824 
matiaceae; 


gi| 265678649 


Thermovibrio. 


675861 677456 Anaerobaculum 
Anaerobaculum. 


gi| 265678587 


Actinomycetales; 


Rhodobacterales; 


ref|NR_028991.1 


ref |NR_028979.1 


ref |NR_028968.1 
583422 584837 


ref|NR_028959.1 


Thiobaca. 
ref|NR_028954.1 


ref 


NR_028892.1 


Pseudonocardineae; 


Sporomusa aerivorans 
4 Sporomusa aerivorans Bacteria; 


Conexibacter woesei 


woesei Bacteria; 
Conexibacter. 


Paracoccus 
Paracoccus 


Rhodobacteraceae; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Thermovibrio ruber 


602905 604369 Thermovibrio ruber Bacteria; 


Sporomusa ovata strain 


Firmicutes; 


Anaerobaculum mobile 
mobile Bacteria; 


Isosphaera pallida 


692571 694040 Isosphaera pallida Bacteria; 


Isosphaera. 


622200 Bacteria_16S 
6611 16S ribosoma 


Gammaproteobacteria; 


732605 732653 52 


1 RNA, partial sequence 
Chromatiales; 


Chromatiaceae; 


101 gi 


731878 733268 Thioc 
Thioc 


265678560 


apsa. 


apsa 


ref 


NR_028864.1 
rosea Bacte 


622200 Bacteria_1 


chilensis strain 
Bacteria; 


Sulfurimonas. 


622200 Bacteria_16S 
primoryensis stra 
primoryensis Bact 
622200 Bacteria_16S 
AT 
AT 
622200 Bacteria_16S 
DSM 9946 16S ribo 
Deinococcus-Thermus; 
622200 Bacteria_16S 


serovar 3 str. 
serovar 3 str. 


smaragdinae DSM 1 
11293 Bacteria; S 


622200 Bacteria_16S 
AT1047 16S riboso 


Flavobacteria; Fl 


622200 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


622200 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


622200 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


622200 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


622200 Bacteria_16S 
51271 16S ribosomal RNA, 


Firmicutes; Clost 


622200 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


622200 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


622200 Bacteria_16S 


strain 6AG 16S ri 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

622200 Bacteria_16S 1709968 1710063 5 101 gi|219878401|ref|NR_025540.1 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

622200 Bacteria_16S 1748059 1748143 17 102 gi| 219878375 |ref|NR_025514.1 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

622200 Bacteria_16S 1880299 1880399 1 102 gi|219878279|ref|NR_025418.1 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 188113 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Prop 
622200 Bacteria_16S 1881880 1881980 1 102 gi|219878278|ref|NR_025417.1 


strain DSM 2875 1 
Firmicutes; Clost 


622200 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


622200 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


622200 Bacteria_16S 


Proteob 
622200 Bacteria_16S 
autotrophica stra 
autotrophica Bact 


6S 999482 999582 1 102 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1054277 1054325 52 101 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1064929 1065029 1 101 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1122173 1122221 52 101 gi 
CC 27815 16S ribosomal RNA, partial se 
Cc 27815 Bacteria; Tenericutes; Mollic 
1162907 1162964 28 85 gi 


gi 


Deinococci; Thermales; Thermaceae; 

1168988 1169036 52 101 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1273220 1273268 52 101 gi 
mal RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
1274642 1274690 52 101 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1418351 1418399 52 101 


Sej 
gi 


Flavoba 

gi 
ridia; Clostridiales; Clostridiales Fa 
1471751 1471787 64 101 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1489946 14900415 101 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


v 


al 


1498980 1499028 52 
complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1613987 1614035 52 101 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1624603 1624651 52 101 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1688451 1688499 52 101 gi 
bosomal RNA, partial sequence 


101 gi 


ridia; Clostridiales; Veillonellaceae; 


1883456 1883556 1 102 gi 


s 


ridia; Clostridiales; Veillonellaceae; 


1885036 1885136 1 102 gi 


s 


ridia; Clostridiales; Veillonellaceae; S 


1908988 1909087 1 101 gi 


265678378 
ce 
hales; 

265678341 
uence 
teria; 


265678334 
sequence 
ria; 
228715451 
quence 
utes; 
228720981 
somal RNA, partial sequence 1162257 1163688 Meiot 
Meiothermus. 
228719827 
ce 
taceae; 
219846220 
1272544 1273908 Sejon 
ongia. 
219846219 
1273959 12753 
cteriaceae 
224581446 
16S ribosomal RNA, partial sequence 1417633 14190 
mily XI. 
224581405 
uence 


219846947 


219846656 
1498269 1499735 Caton 
Cc 
219878467 


id 
219878460 
1623889 16253 
lo 
219878415 
1687712 16892 


6S ribosomal RNA, partial sequence 1881182 18827 


219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878276 
6S ribosomal RNA, partial sequence 1884339 18858 


ref |NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028643.1 

1053566 105500 
Campylobacterales; 


99880 
Pis 


ref |NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref |NR_027532.1 

1121455 112289 
plasmataceae; Ur 
ref |NR_027600.1 
hermus silvanus 


Ocean 


Myco 


ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_025810.1 
gia jeonii Bacte 


11682 
Sp 


ref|NR_025809.1 


; Se 
ref 


jongia. 
NR_027228.1 
Incertae Sedis; H 
ref|NR_027186.1 

1471041 147236 
eriales; Alcalig 
ref|NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


Burkhold 


14892 
es; Cory 
ref 
ella 
atonella. 
ref|NR_025606.1 
59 1614770 Helcoc 
XI. Incerta 
NR_025599.1 


NR_026248.1 
morbi ATCC 


16132 
iales Family 
ref 
; Belliella 
NR_025554.1 


bacteriaceae 


ref 


05 Sporomusa 
poromusa. 
ref|NR_025416.1 
88 Sporomusa 
poromusa 


ref 


NR_025415.1 


poromusa 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiomicrospira 
crospira chilensis 
Thiomicrospira. 

Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


’ 


Marinomonas 
0 Marinomonas 
rinomonas. 

Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 
Meiothermus silvanus 
DSM 9946 Bacteria; 


Spirochaeta 
haeta smaragdinae DSM 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Achromobacter 

1 Achromobacter 

enaceae; Achromobacter. 

Corynebacterium durum 

bacterium durum 

orynebacteriaceae; 


Catonella morbi ATCC 
51271 Bacteria; 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Belliella baltica 


33 Belliella baltica Bacteria; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Megamonas hypermegale 


hypermegale Bacteria; 


Propionispora 
1 Propionispora 
ionispora. 
Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


219878257 


ref |NR_025396.1 


Aerococcus 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 


622200 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


622200 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


622200 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


622200 Bacteria_16S 


luridiscabiei str 
luridiscabiei Bac 


Streptomycetaceae; 
622200 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


622200 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


622200 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


622200 Bacteria_16S 


aerophilum strain 
Bacteria; Proteob 


622200 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


622200 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


622200 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


622200 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


622200 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S 


622200 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


622200 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; G 


622200 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; Clost 


622200 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


622200 Bacteria_16S 
16S ribosomal RNA, partial sequence 3228194 32296 


strain NCTC 9810 
Firmicutes; Clost 


622200 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


622200 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


622200 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


622200 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


622200 Bacteria_16S 


strain Inkinen 16 


ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
2695691 2695739 52 101 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2844839 2844887 52 101 gi 


1 RNA, partial sequence 


ridia; Clostridiales; Clostridiales Fa 


3230360 3230408 52 101 gi 


ridia; Clostridiales; Clostridiales Fa 
3322895 3322943 52 101 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3388451 3388499 52 101 gi 
ammaproteobacteria; Chromatiales; Chro 
3635212 3635260 52 101 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3647411 3647447 64 101 gi 
S ribosomal RNA, partial sequence 


2693690 26949 


nc 
ri 


e 
llales; 


mily XI. 


mily XI. 


al 
er 


ma 


ob 


219857191 
26950 


219856894 
2844116 2845615 Borre 


219846767 
16S ribosomal RNA, partial sequence 3229651 32311 


219846704 
sequenc 
obactera 


219846653 
16S ribosomal RNA, partial sequence 3387742 33891 
tiaceae; 
219846482 
36345 
acterale 
219846473 
3646715 3648155 Helicobacter salomonis Bacteria; 


ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024713.1 
lia sinica Bacte 


pirochaetaceae; Borrelia; Borrelia burgdorferi group. 
3015790 3015838 52 101 gi|219846913|ref|NR_026505.1 
S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas 
cteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
3172772 3172820 52 101 gi| 219846806 |ref|NR_026398.1 
ribosomal RNA, partial sequence 3172065 31735 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus 
3203172 3203272 1 102 gi| 219846786 |ref|NR_026378.1 
ibosomal RNA, partial sequence 3202501 32039 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 
3212245 3212281 64 101 gi|219846780|ref|NR_026372.1 
in CCUG 35045 16S ribosomal RNA, partial sequence 3211554 321297 
eria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
3228902 3228950 52 101 gi|219846768|ref|NR_026360.1 


00 Anaerococcus 
ncertae Sedis; 
ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


I 


I 


ref|NR_026245.1 
Rhabdochromatiu 
ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 


1913553 1913601 52 101 gi|219878253|ref|NR_025392.1| Acinetobacter ursingii 
pe 16S ribosomal RNA, partial sequence 1912872 1914310 Acinetobacter ursingii 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

1935038 1935074 64 POU gi|219878238|ref|NR_025377.1| Campylobacter hominis 

ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
psilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

1963965 1964013 52 101 gi|219878219|ref|NR_025358.1| Thiobacillus 
ain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
teria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 

2248300 2248384 16 101 gi|219857567|ref|NR_025155.1| Streptomyces 
ain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2365331 2365379 52 101 gi|219857483|ref|NR_025071.1| Mycoplasma elephantis 
bosomal RNA, partial sequence 2364627 2366086 Mycoplasma elephantis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2366841 2366889 52 101 gi|219857482|ref|NR_025070.1| Mycoplasma 
rain T37 16S ribosomal RNA, partial sequence 2366137 2367596 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2407788 2407836 52 101 gi|219857455|ref|NR_025043.1| Riemerella columbina 
6S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

2468612 2468712 1 102 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 

AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 

2641727 2641827 1 102 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
6S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

2671817 2671865 52 101 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
6S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

2694326 2694374 52 101 gi|219857192|ref|NR_024820.1| Borrelia turcica 


59 Borrelia turcica Bacteria; 


Saccharibacter 
ribacter floricola 
Saccharibacter. 
Borrelia sinica strain 
ria; Spirochaetes; 


’ 


Dysgonomonas gadei 


gadei Bacteria; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 

Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 

Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


622200 Bacteria_ 
strain D6-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
622200 Bacteria_ 
anatipestifer strain ATCC 11845 16S ribosomal RNA, partia 
anatipestifer Bacteria; 
622200 Bacteria_ 


strain Co53T 16S 
Spirochaetes; 


Spirochaetales; 
622200 Bacteria_ 


16S 3700596 3700644 52 101 gi 


16S 3703646 3703694 52 101 gi 
Bacteroidetes; Flavobacteria; 
16S 3760238 3760286 52 101 gi 
ribosomal RNA, partial sequence 
Spirochaetaceae; Borrelia. 


16S 3826840 3826876 64 101 gi 


219846436 
3699882 37013 


219846434 
1 sequence 3702915 370430 
vobacteriales; 
219846392 
3759507 3761025 Borrelia coriaceae Bacteria; 


Fla 


219846345 


ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 
ref|NR_026025.1| Riemerella 


0 Riemerella 
Flavobacteriaceae; Riemerella. 


ref|NR_025983.1| Borrelia coriaceae 


ref|NR_025935.1| Helicobacter felis 


strain CS1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
622200 Bacteria_16S 


101 


38 


Epsilonproteobacteria; Campylobacterales; 
3887772 3887820 52 


gi 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 


stercoraria Bacteria; Proteobacteria; Betaproteobacteria; 


622200 Bacteria_16S 


3902963 3903058 5 


101 


gi 


strain IFO 15965 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
622200 Bacteria_ 


strain Hk501 16S 
Spirochaetes; 


Spirochaetales; 


Spirochaetes; 


Spirochaetales; 
622200 Bacteria_ 
Ya501 16S ribosomal RNA, partial sequence 
Ss 
622200 Bacteria_ 


16S ribosomal RNA, partial sequence 39 


16S 3915145 3915193 52 101 
ribosomal RNA, partial sequence 


gi 
39 


Spirochaetaceae; Borrelia 


26129 38276 
Helicob 
219846304 
partial se 
Neisser 
219846293 
02319 39037 
Cr 
219846284 
14434 39158 
; Borrelia 


02 Helicobacter 
acteraceae; 
ref |NR_025894.1 
quence 388702 
iales; 


ref|NR_025883.1 


ref|NR_025874.1 


Neisseriaceae; 


felis Bacteria; 
Helicobacter. 


Vitreoscilla 
4 3888512 Vitreoscilla 
Vitreoscilla. 
Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
yptosporangiaceae; Cryptosporangium. 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 
burgdorferi group. 


622200 Bacteria_16S 


16S 3916561 3916609 52 101 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 
16S 3933540 3933588 52 101 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 
strain HT31 16S ribosomal RNA, partial sequence 3932829 3934196 Borrelia miyamotoi Bacteria; 
Spirochaetales; Spirochaetaceae; Borrelia. 
3974819 3974902 17 101 gi|219846242|ref|NR_025832.1| Agrobacterium 


rhizogenes strain 


622200 Bacteria_16S 
strain KMM 6017 1 


101 


IAM 14222 16S ribosomal RNA, complete 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; 
Rhizobium/Agrobacterium group; Agrobacterium. 
3984956 3985004 52 


gi 


Bacteroidetes; 


Bacteroidetes; 


Firmicutes; 
Mahella. 


622200 Bacteria_ 


strain GB8-1 16S 
Firmicutes; 


Volucribacter. 


622200 Bacteria_ 
cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 


Sphingobacteria; 
622200 Bacteria_ 
strain SW-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
622200 Bacteria_ 
strain 50-1 BON 1 
Clostridia; 


Clostridia; 
622200 Bacteria_ 
psittacicida stra 
psittacicida Bacteria; 


6S ribosomal RNA, partial sequence 39 


16S 4007241 4007289 52 101 gi 


40 
16S 4076753 4076834 1 82 gi 
6S ribosomal RNA, partial sequence 40 
Thermoanaerobacterales; 


16S 4086035 4086135 1 101 
ribosomal RNA, partial sequence 

Clostridiales; 
4123796 4123844 52 


gi 
40 


168 101 gi 


Proteobacteria; 


16S 658 753 ie} 101 gi 


Sphingobacteriales; Flammeovirgac 


Sphingobacteriales; Cyclobacteria 


Thermoanaerobacte 


Syntrophomonadaceae; 


34 16S ribosomal RNA, partial sequence L 
acteria; Actinobacteridae; Actinomycetales; 


sequence 
Rhizobi 


219846235 
84248 39856 


219846218 
06528 40080 


219846168 
76074 40776 


219846162 
85324 40868 


219846134 


in Gerl. 236/81 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


265679063 


Pasteurellales; 


Pseudonocardineae; 


3974188 397555 
ales; 
ref|NR_025825.1 
eae; Roseivirga. 
ref|NR_025808.1 
03 Algoriphagus 
ceae; Algoriphag 
ref|NR_025758.1 


rales Family IV. 


ref|NR_025752.1 


ref|NR_025724.1 
412310 


Paste 


ref |NR_029371.1 
1489 Saccha 
P 


6 Agrobacterium 


Rhizobiaceae; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 
Syntrophomonas. 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


622200 Bacteria_16S 18796 18843 53 101 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

622200 Bacteria_16S 88251 88302 49 101 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
622200 Bacteria_16S 340148 340231 17 101 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 


strain S-182 16S 
Firmicutes; 


strain 124-2 16S 
Firmicutes; 


622200 Bacteria_16S 


Lactobacillales; 
622200 Bacteria_16S 


Lactobacillales; 
622200 Bacteria_16S 
strain A3 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Lactobacillaceae; 
344616 344699 17 101 
ribosomal RNA, partial sequence 
Lactobacillaceae; 
365352 365435 17 


gi 


101 gi 


339450 34088 
Pediococcus. 


343905 34542 
Lactobacillus. 


364736 36609 


265678828 


265678811 


ref |NR_029133.1 
3 Lactobacillus 


ref|NR_029116.1 


5 Pediococcus parvulus Bacteria; 


Lactobacillus pentosus 
pentosus Bacteria; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 
369841 369940 1 101 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 


anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


GACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGTTTAGCCTGAACAGGGTTGAATTTTGACGTTA 
CCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTCAA 
TTAAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAACGGCATCTAAGACTGGTTGGCTAGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAAT 
GCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCGGTAAACGATGTCGATTTGGAGGTTGTTCCCTAGAGGAGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAA 
AACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGACCACA 
GAGATGTGGTTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
TCCTTTGTTGCCAGCGCGTGATGGCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGG 
GCTACACACGTGCTACAATGGCGGATACAAAGTGAAGCGACCTCGCGAGAGCAAGCGGAACACATAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACT 
CCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAA 
GAAGTCGGTAGCTTAACCTGTTGGAGGGCGCTGACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATCACC 
TCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGC 
AAGTCGGGCGGTAACAGGAAAGTGCCTGCACTTTTGCTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGAGGGCGGGGGATAACCACTGGAAAC 
GGTGGCTAATACCGCATAATGTCGCGAGACCAAAGTGGGGGACCTGAAAGGGCCTCACGCCGTCGGATGAACCCAGATGGGATTAGCTGGTAGGTAGGGTAATGG 
CCTACCTAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGTTTAGCCTGAAGAGGGTTGGA 
CTTTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACG 
CAGGCGGTCAATTAAGTTAGATGTGAAATCCCCGGGCTCAACCTGGGAATGGCATCTAAGACTGGTTGACTGGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGT 
AGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGCGGTCTTGAACGGTGGCTTCCGAAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGC 
CGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTC 
AGAATTTGCTGGAGACAGCGAAGTGCCTTAGGGAACTGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTATCCTTTGTTGCCAGCACGTGAAGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCC 
TTACGAGTAGGGCTACACACGTGCTACAATGGCGGATACAAAGTGAAGCGACCTCGCGAGAGCAAGCGGAACACACAAAGTCTGTCGTAGTCCGGATTGGAGTCT 
GCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
GGGTTGCAAAAGAAGTCGGTAGCTTAACCGAAAGGGGGGCGCTGACCACTTTGTGGCTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCG 
GCTGGATCACCTCCTTATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTA 
ACACATGCAAGTCGGGCGGTAACAGGAAAGCGCTCGCGCTTTTGCTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGAGGGCGGGGGATAACCA 
CTGGAAACGGTGGCTAATACCGCATAATGTCGCAAGACCAAAGTGGGGGACCTGAAAGGGCCTCACGCCGTCGGATGAACCCAGATGGGATTAGCTGGTAGGTAG 
GGTAATGGCCTACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGATTKAACTTGAACA 
GRGTTGGAYYTTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAA 
AGCGCACGCAGGCGGTCAATTAAGTTAGATGTGAAATCCCCGGGCTCAACCTGGGAACGGCATCTAAGACTGGTTGACTGGAGTCTCGTAGAGGGGGGTAGAATT 
CCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGGCCCTGAGCTGTGGCTTCCGAAGCTAACGCGTTAAATCGACCGCCTGGGG 
AGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTG 
ACATCCTCAGAATTTGCTGGAGACAGCGAAGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTCGAGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGGATACAAAGTGAAGCGACCTCGCGAGAGCAAGCGGAACACACAAAGTCTGTCGTAGTCCGGAT 
TGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGTTGCAAAAGAAGTCGGTAGCTTAACCTTTTTGGAGGGCGCTGACCACTTTGTGGCTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGG 
GAACCTGCGGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCGGTTGACGAACGCTGGCGGCGTGCCTAACACATGCAA 
GTCGAACGGAGAATTAGCAATAATTCTTAGTGGCGAACGGGTGAGTAACGCGTGGGCAATCTGCCCTCTAGATGGGGACAACATTCCGAAAGGAGTGCTAATACC 
GAATGTGTTCAGTAAATTGCATAGTTTGCTGAAGAAAGATGGCCTCTATTTATAAGCTATCGCTAGAGGATGAGCCTGCGTCTGATTAGCTAGTTGGTGAGGTAA 
TGGCTCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTT 
CCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGAAGAAGGCCTTCGGGTCGTAAAGTTCTGTTGTTAGGGAAGAATGTGCTTCTTGTAAATAATGA 
GAAGTAATGACGGTACCTAAAGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAG 
CATGTAGGTGGGAATGTAAGTCTGTTGTTAAAATGCGGGGCTCAACCCCGTATTGCACTGGAAACTACATTTCTTGAGTGCAGGAGAGGAAAGGGGAATTCCCAG 
TGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGCCTTTCTGGACTGTGTCTGACACTGAGATGCGAAAGCTAGGGGAGCGAACGGGAT 
TAGATACCCCGGTAGTCCTAGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGT TAACGCAATAAGTACCCCGCCTGGGGAGTA 
CGCCGCAAGGTTGAAACTCAAGGAATTGACGGGGCCCGCACAAGCCGTGGAATATGTGGTTTAATTCCACGCAACGCGAAGAACCTTACCAGGGCTTGAACATCA 
ACTTGAAAGATATAGAGATATATCCTCTCTTCGGAGACAGGAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTATCCTATGTTGCCAGCATTAAGTTGGGGACTCATGGGAGACTGCCAGGGACAACCTGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCT 
TATGCCTTGGGCTACACACGTACTACAATGGTTGGAAACAGAGGGCAGCGAGACCGCAAGGTGGAGCAAATCCCAGAAACCCAATCTCAGTTCGGATTGTGGGCT 
GAAACTCGCCCACATGAAGTTGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGT 
TGATTACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGGGTCGATGATTGGGGTGAAGTCGTAACAAGGTACCGNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGTAACAGGCTTCG 
GGCGCTGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTAGTGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATTAACGCTACGGGGGA 
AAGCGGGGGATCTTCGGACCTCGCGTTATCAGATGAGCCTGCGTCCGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCGGTAGCTGGTCTGAGA 
GGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTG 
TGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGCGGGGAAGAAAAGCTCAATGTTAATACCATTGGGTCTTGACGTAACCCACAGAAGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGTGGTTGTGTCAGTCAGATGTGAAAGCCCCGG 
GCTTAACCTGGGAACTGCATCTGATACTGCACGGCTAGAGTTTGGTAGAGGAGGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCA 
GTGGCGAAGGCGGCTCTCTGGACTAAAACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAAC 
NVGCCGTTGGGAGGATTTAGCCTCTTAGTGGCGCAAAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAACTTGTCAGAGATGACTTGGTGCCTTCGGGAAC 
CGAGAGACAGGTGCTGCATGGCTGTCGTCACTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAACGATTCGGTCGG 
GAACTCTAGGGRGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCAGTA 
CAAAGGGTTGCCAACCCGCGCGGGGGAGCTAATCTCAAAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAATTCGTCGACAGAGTT 
TGATCCTGGCTCAGGATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGAGGGGTAACATGAAGAAAGCTTGCTTTCTTTGATGACGACCGGCGCACGGGTGA 
GTATCGCGTATCCAACCTGCCCATAAGTAGGGAATAGCCTTGCGAAAGTAAGATTAATGCCCTATGGTTTCCATTAAAGACATCTGAGATGGAATAAAGATTTAT 


622200 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


622200 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


622200 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


622200 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


622200 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; 


parakefiri strain 
parakefiri Bacter 


622200 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


622200 Bacteria_16S 


coryniformis subs 


Lactobacillaceae; 


622200 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


622200 Bacteria_16S 


IMMIB R-145 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
622200 Bacteria_16S 


strain B22P3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
622200 Bacteria_16S 


strain M343/98/2 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


622200 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


622200 Bacteria_16S 


strain J72 16S ri 
Actinobacteria; A 


622200 Bacteria_16S 


strain AS4.0578 1 
Actinobacteria; A 


622200 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


622200 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


622200 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
622200 Bacteria_16S 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
622200 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


G 
622200 Bacteria_16S 


377372 377467 5 

complete sequence 
Actinomycetales; Micrococcineae; Micr 
381946 382029 17 101 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


101 gi 


408121 408157 1 37 gi 
in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 
412844 412927 17 101 gi 
Kx156A7 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactob 
418947 419046 1 101 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
475837 475920 17 101 gi 


GCL 1731 16S ribosomal RNA, partial s 
ia; Firmicutes; Lactobacillales; Lacto 
483356 483392 1 37 gi 


train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 
508145 508228 17 101 gi 


Lactobacillus. 
512633 512732 1 101 gi 
CCUG 47156 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
544576 544671 5 101 gi 
ibosomal RNA, partial sequence 


598911 599006 5 101 
ribosomal RNA, partial sequence 


gi 


Stre 
gi 


673512 673607 5 101 


705041 705121 5 85 gi 


ctinobacteridae; Actinomycetales; Cory 
877788 877883 5 101 gi 


ibosomal RNA, partial sequence 
Cory 
919272 919367 5 101 gi 
ibosomal RNA, partial sequence 
Cory 
928540 928623 17 101 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


622200 Bacteria_16S 


salivarius strain 
salivarius Bacter 


933163 933246 17 101 gi 


376697 378215 Agromyces 


418286 41972 


p. torquens strain 30 16S ribosomal RNA, 


Lactobacillus coryniformis subsp. torquens Bacteria; 


543951 54542 
Corynebacterineae; 


598291 59976 
ptomycinea 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
622200 Bacteria_16S 


nomycineae 


nebacterin 


6S ribosomal RNA, partial sequence 877138 87856 


ctinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynn 
888435 888530 5 101 gi|265678452|ref|NR_028754.1 
-1520 16S ribosomal RNA, partial sequence 887783 889225 Sacch 


917039 91855 
nebacterin 


918602 92011 
nebacterin 


nce 
terales; 


HO 66 16S ribosomal RNA, 


ia; Firmicutes; Lactobacillales; 


complete sequence 
Lactobacillaceae; 


265678803 |ref 


ulmi Bacte 


Firmicutes; 


265678653 |ref|NR_028958.1 
1 Streptomyces 
e; Streptomycet 


265678600|ref|NR_028905.1 


* Ac 
ref 


tinomycetac 


265678579 NR_028884.1 


Gordoniace 
NR_028763.1 


eae; 


265678460 |ref 


Gordoniace 
NR_028734.1 


eae; 
265678432 |ref 
Gordoniace 
NR_028728.1 


eae; 
265678426 |ref 
92790 
Rhodo 


265678423 |ref 


NR_028725.1 


NR_029108.1 
r 


4 Nocardia puris 
Nocardiaceae; 


a 


a 


a 


3 929320 Roseov 


bacteraceae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


obacteriaceae; Agromyces. 
265678800|ref|NR_029105.1| Parvibaculum 
sequence 381306 382756 Parvibaculum 
cteria; Rhizobiales; Phyllobacteriaceae; 
265678783|ref|NR_029088.1| Thermovibrio 
uence 407444 408915 Thermovibrio 
obacteriaceae; Thermovibrio. 
265678779|ref|NR_029084.1| Lactobacillus 
quence 412124 413673 Lactobacillus 
acillaceae; Lactobacillus. 
265678775|ref|NR_029080.1| Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 


Halomonadaceae; Halomonas. 
265678734|ref|NR_029039.1| Lactobacillus 
equence 475117 476512 Lactobacillus 
bacillaceae; Lactobacillus. 

265678729 |ref|NR_029034.1| Dethiosulfovibrio 
sequence 482698 484170 Dethiosulfovibrio 
ynergistales; Synergistaceae; Dethiosulfovibrio. 
265678713|ref|NR_029018.1| Lactobacillus 

complete sequence 507410 508930 


Lactobacillales; 


265678710|ref|NR_029015.1| Streptococcus 
sequence 511957 513395 Streptococcus 
ococcaceae; Streptococcus. 

265678689 |ref|NR_028994.1| Nocardia puris strain 


Bacteria; 

Nocardia. 
Streptomyces javensis 
javensis Bacteria; 

ceae; Streptomyces. 
Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
e 


ae; Actinomyces. 
Friedmanniella 


EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
772733 772832 1 101 gi|265678531|ref|NR_028835.1| Atopostipes 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 
789644 789739 5 101 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
bosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
emataceae; 


Lentzea. 
Saccharopolyspora 
ropolyspora flava 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
889929 890023 5 101 gi| 265678451 |ref|NR_028753.1| Actinomadura 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 
917707 917802 5 101 gi| 265678433 |ref|NR_028735.1| Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
a 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 
a 


e; Gordonia. 
Roseovarius 
arius nubinhibens 
Roseovarius. 
Lactobacillus 


932436 934005 Lactobacillus 
Lactobacillus. 


622200 Bacteria_16S 1038986 1039081 5 101 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

622200 Bacteria_16S 1040495 1040590 5 101 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

622200 Bacteria_16S 1042033 10421285 101 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

622200 Bacteria_16S 1043593 1043688 5 101 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

622200 Bacteria_16S 1045149 1045244 5 101 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

622200 Bacteria_16S 1049795 1049831 1 37 gi|265678345|ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

622200 Bacteria_16S 1052725 1052820 5 101 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

622200 Bacteria_16S 1082700 1082783 17 101 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

622200 Bacteria_16S 1114504 1114599 5 101 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 


strain I-132 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Kine 
622200 Bacteria_16S 1137143 11372385 101 gi 
CMS 81 16S ribosomal RNA, complete sequence 1136447 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
622200 Bacteria_16S 1161383 11614785 101 gi 
multipartita DSM 44233 16S ribosomal RNA, partial seque 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 
Nakamurella. 

622200 Bacteria_16S 
DSM 1552 16S ribosomal R 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
622200 Bacteria_16S 1172012 1172048 1 37 gi 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequ 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synerg 
Dethiosulfovibrio. 
622200 Bacteria_16S 1175078 1175177 1 

DSM 16069 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiell 
622200 Bacteria_16S 1182639 1182722 17 101 gi 
stercorihominis DSM 17244 16S ribosomal RNA, partial se 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostri 
622200 Bacteria_16S 1191596 1191632 1 37 gi 
strain EX-H1l 16S ribosomal RNA, partial sequence 
Aquificae; Aquificales; Hydrogenothermaceae; 
622200 Bacteria_16S 1211389 1211488 1 101 gi 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobac 
Halomonas. 
622200 Bacteria_16S 1212866 1212965 1 
strain Althfl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
622200 Bacteria_16S 1214359 1214458 1 101 gi 
strain Eplumel 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
622200 Bacteria_16S 1215839 1215938 1 101 gi 
strain Esulfidel 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
622200 Bacteria_16S 1261052 12611475 101 gi 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial seque 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 

Brevibacteriaceae; Brevibacterium. 

622200 Bacteria_16S 1265559 1265642 17 
16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Clostridiaceae; 


partial sequence 


1165972 1166071 1 101 gi 


101 gi 


Persephone 


101 gi 


101 gi 


Clostridium. 


1113840 11153 


1137959 Leifs 


NA, partial sequence 1165300 1166687 Clost 


1174405 


1190944 11924 


1212209 1 


1213697 1 


16S ribosomal RNA, partial sequence 1215201 12166 


osporiinea 
253680765 


obacteriac 
228721225 
nce 11607 
omycetales 


228720470 


elotrichac 
228719312 
ence 11713 
istia; Syn 
228718578 
11758 
a. 
228717350 
quence 

dia; Clost 
228715750 


lla. 

224581438 
sequence 
teria; Oce 


224581437 
2136 
Halomonad 
224581436 
2151 
Halomonad 
224581404 


Halomonad 
219846707 
nce 12603 
Actinomyce 


219846539 


622200 Bacteria_16S 1280472 1280567 5 
DSM 15272 16S ribosomal RNA, partial sequence 


101 gi 


219846091 


onia 
eae; 


v 


ridi 
eae. 


K 
ref 


ref 


39 1162206 Nakamu 


Fr 


ref 


ref 


45 1172849 Dethi 
ergi 


ref 


ref 


R 


ref 


06 Persephonella 


ref 


1210750 12121 
anos 


ref 


ref 


ref 


ref 


97 1261800 Brevi 
tale 


ref 


181973 11834 
ridi 


ineosporiace 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_027604.1 
ankineae; Na 
NR_027592.1 
um spiroform 


NR_027582.1 
fe) 
e 


stales; Syn 


NR_027574.1 


NR_027562.1 
3 
ales; Eubact 
NR_027538.1 


NR_027220.1 
5 
pirillales; 


NR_027219.1 


e; Halomonas 
NR_027218.1 


e; Halomonas 
NR_027185.1 


e; Halomonas 
NR_026299.1 
b 
c 


s; Micrococ 


NR_026131.1 


ref 


13 Kineosporia rhamnosa Bacteria; 
e; 


ae; Kineosporia. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Clostridium spiroforme 
e DSM 1552 Bacteria; 


Dethiosulfovibrio 
sulfovibrio 


rgistaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Anaerofustis 

4 Anaerofustis 

eriaceae; Anaerofustis. 
Persephonella marina 

marina EX-H1 Bacteria; 


Halomonas 
8 Halomonas 


Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
acea 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
acea 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
acea 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


NR_025681.1 


Aeromicrobium marinum 


1279854 1281210 Aeromicrobium marinum DSM 15272 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Aeromicrobium. 
622200 Bacteria_16S 


strain HKI 0122 16S ribosoma 
Bacteria; Actinobacteria; Ac 


Beutenbergia. 
622200 Bacteria_16S 
gryphiswaldense strain 


gryphiswaldense MSR-1 Bacteria; 


Magnetospirillum. 
622200 Bacteria_16S 


1333815 13339105 101 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
1 RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
tinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 

1339811 1339894 17 101 gi|228721340|ref|NR_027605.1| Magnetospirillum 

MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 

1344517 1344612 5 101 gi|228721038|ref|NR_027601.1| Geodermatophilus 


obscurus DSM 43160 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Geodermatophilus. 
622200 Bacteria_16S 


DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


622200 Bacteria_16S 


bermudensis HTCC2503 16S ribosomal RNA, partial 


HTCC2503 Bacteria; 
622200 Bacteria_16S 
RW1 16S ribosomal RNA, 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
622200 Bacteria_16S 1401762 1401857 5 101 gi|228715351|ref|NR_027523.1 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifso 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Microbacteriaceae; Leifsonia. 

622200 Bacteria_16S 1407662 1407745 17 101 gi| 219846657 |ref|NR_026249.1 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 140703 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingobium. 

622200 Bacteria_16S 1449109 14492045 101 gi|224581421|ref|NR_027202.1 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 
622200 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
622200 Bacteria_16S 
strain ATCC 25258 
Bacteria; Firmicutes; 
622200 Bacteria_16S 


1350645 1350740 5 


1391224 1391271 53 


1400231 1400314 17 
partial sequence 


1509396 1509479 17 


1525981 1526064 17 


1575704 1575799 5 


101 


101 


101 


1399580 1401060 Sphingomonas wittichi 


101 


101 


101 


gi 


13438 


228720546 


1349993 13514 


gi 


sequence 
Proteobacteria; Alphaproteobacteria; 


gi 


gi 


paracasei strain R094 16S ribosomal RNA, 
paracasei Bacteria; Firmicutes; Lactobacillales; 


gi 


16S ribosomal RNA, partial sequence 


Lactobacillales; Lactobacillaceae; 


gi 


228716336 
13905 


228715353 


14484 


219846290 
partial 


219857499 
15252 
Lactobac 
219856867 


strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 


622200 Bacteria_16S 
karajensis strain 
Bacteria; Firmicutes; 
622200 Bacteria_16S 

strain ATCC 19645 
Firmicutes; 
622200 Bacteria_16S 
strain : 


Bacillales; 


Lactobacillales; 


1702405 1702489 1 


1745056 1745155 1 


1784256 1784355 1 


85 


Bacillaceae; H 


101 


101 


gi 


MA-2 16S ribosomal RNA, partial sequence 


219878406 
17017 


alobacillus. 


gi 


16S ribosomal RNA, partial sequence 
Streptococcaceae; S 


treptoc 
gi 


Proteobacteria; G 


622200 Bacteria_16S 


saxobsidens strai 
saxobsidens Bacte 


LMG 20969 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Oceanospirillales; 
1788690 1788785 5 101 gi 
n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


219878377 
17443 
occus. 
219878347 
17835 


219878343 


uence 


Actinomyc 


Parvularculales; 


Micrococcineae; 


Halomonadaceae; 


Blastococcus. 
622200 Bacteria_16S 


strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


622200 Bacteria_16S 


intestinalis strain DSM 6629 16S ribosomal RNA, 


intestinalis Bacteria; 
622200 Bacteria_16S 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial 
paraplantarum Bacteria; 


622200 Bacteria_16S 
strain DSM 20285 
Firmicutes; 
622200 Bacteria_16S 


Lactobacillales; 


1810163 18102585 


1837659 1837742 17 


Firmicutes; 
1840785 1840868 17 


Firmicutes; 
1918217 1918300 17 


1938010 1938105 5 


101 


101 


Lactobacillales; 


101 


Lactobacillales; 


101 


101 


gi 


219878329 


1809512 18109 


gi 
partial 
Lac 


gi 
gi 


ediococ 
gi 


219878310 
sequence 
tobacillac 
219878308 
sequenc 


Lactobacillaceae; 


219878249 


16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; P 


cus. 
219878236 


paucivorans strain CF 62 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Brevibacteriaceae; 


Brevibacterium. 


50 1345331 Geoder 
Frankineae; Ge 


ref|NR_027594.1 


ref|NR_027550.1 
41 1391995 Parvul 
Parvular 


ref|NR_027525.1 


60 1449852 Promic 


ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_024686.1 


Actinosynne 
ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025516.1 
69 1745812 Strept 


ref |NR_025486.1 
87 1785079 Halomo 
Halomonas 
ref |NR_025482.1 

1788037 178951 
etales; Frankine 
ref |NR_025468.1 
Gordoniacea 
ref |NR_025449.1 
1836949 183846 
eae; Lactobacill 
ref|NR_025447.1 
e 1840072 184157 
Lactobacil 


ref|NR_025388.1 


matophilus obscurus DSM 
odermatophilaceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
Corynebacterineae; Gordoniaceae; 


Gordonia. 
Parvularcula 

arcula bermudensis 

culaceae; Parvularcula. 
Sphingomonas wittichii 

i RW1 Bacteria; 

monas. 

Leifsonia xyli subsp. 

nia xyli subsp. 

ineae; 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Promicromonospora 
romonospora aerolata 


Promicromonosporaceae Hi 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Lactobacillus jensenii 
acillus jensenii 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


mataceae; Lentzea. 
Halobacillus 
cillus karajensis 


Streptococcus ratti 
ococcus ratti Bacteria; 


Halomonas muralis 

nas muralis Bacteria; 
Blastococcus 

9 Blastococcus 

ae; Geodermatophilaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Lactobacillus 

1 Lactobacillus 

us. 
Lactobacillus 

3 Lactobacillus 

lus. 
Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


ref|NR_025375.1 
1937348 193875 


Brevibacterium 
9 Brevibacterium 


622200 Bacteria_16S 


strain CF-43 16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


622200 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


622200 Bacteria_16S 


strain YIM 21741 


fructosus strain 
fructosus Bacteri 


622200 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


622200 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


622200 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


622200 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


622200 Bacteria_16S 


columbinasale str 
columbinasale Bac 


622200 Bacteria_16S 


strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
622200 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


622200 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


622200 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


622200 Bacteria_16S 


strain AS4.1521 1 


1959332 1959383 49 101 
ribosomal RNA, partial sequence 


gi 


oc 
2099797 2099892 5 101 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nce 
al 


2155761 2155793 5 37 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 

Rubrobacter. 

2228543 2228638 5 


qu 
Ru 
101 gi 
oc 
2233093 2233188 5 101 gi 
ne 
2249877 2249960 17 101 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Fructo 
2251402 2251485 17 101 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 
2277577 2277676 1 101 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2351451 2351487 1 37 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2357615 2357695 5 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


eq 
ba 


ce 


e 
oc 


ne 


al 


2378868 2378941 27 101 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2383389 2383484 5 101 gi 
92 16S ribosomal RNA, partial sequence 


ue 
as 


ne 
2387967 2388066 1 101 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2397080 2397127 53 101 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


nc 
S; 


ue 
ia 


2417058 2417142 1 85 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2438166 2438261 5 101 gi 


s 
oc 


219878222 
1958616 19601 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
622200 Bacteria_16S 


occineae 


219878122 


20991 
Prop 


e 
es; 


219857631 


ence 
brobacte 


219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
622200 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
622200 Bacteria_16S 


occineae 


219857577 


22324 
bacterin 


219857566 


uence 
cillus. 


219857565 


22507 


219857548 


22768 
cales; M 


219857493 


23507 
rgistace 


219857489 


23569 


es; Prop 


219857474 


nce 
mataceae 


219857471 


23827 
bacterin 


219857468 


23873 
Thermoa 


e 


219857462 


nce 


les; Clo 


219857448 


equence 
occaceae 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
622200 Bacteria_16S 2504601 2504700 1 101 gi| 219857379 
olearium strain SR1 16S ribosomal RNA, partial sequence 25039 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
622200 Bacteria_16S 2513740 2513835 5 101 gi| 219857368 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 25130 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Xylanimicrobium. 

622200 Bacteria_16S 2629620 2629652 53 85 gi| 219857239 


strain Se-1 16S r 


Deinococcus-Thermus; 
622200 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


622200 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


622200 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


ibosomal RNA, partial sequence 


2628913 26303 


ref|NR_025361.1 


Arthrobacter albus 


16 Arthrobacter albus Bacteria; 


; Micrococcaceae 
ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 


ref|NR_025220.1 
2155131 215660 
rales; Rubrobact 


ref |NR_025168.1 


; Arthrobacter. 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Rubrobacter 
6 Rubrobacter 


erineae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


; Microbacteriac 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025154.1 

2249193 225066 


ref|NR_025153.1 
18 2252192 Fructo 


ref|NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


ref|NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_025050.1 
2396386 239781 
stridiales Famil 


ref |NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025017.1 


eae; Agromyces. 

Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Mycoplasma 
0 Mycoplasma 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


, 


Streptococcus 
5 Streptococcus 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


eae; Nocardiacea 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024956.1 
94 2514560 Xylani 
ococcineae; Prom 


ref |NR_024867.1 


e; Nocardia. 
Sporobacterium 
acterium olearium 


Xylanimicrobium 
microbium pachnodae 


icromonosporaceae; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


ref|NR_024847.1 
2656189 265766 
omycetales; Prop 


ref |NR_024846.1 
2657714 265918 
ales; Propioniba 


, 


Deinococci; Thermales; Thermaceae; Thermus. 

2656839 2656934 5 101 gi| 219857219 
train NSP 41 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actin 
Nocardioides. 

2658364 2658459 5 101 gi| 219857218 
NRRL B-3381 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Aeromicrobium. 

2673337 2673420 17 101 gi| 219857207 
rain OND 32 16S ribosomal RNA, complete sequence 


cteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


ref |NR_024835.1 
2672606 267416 
Lactobaci 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Lactobacillus 
4 Lactobacillus 
llus. 


622200 Bacteria_16S 2719817 2719912 5 101 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
622200 Bacteria_16S 2793325 2793408 17 101 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

622200 Bacteria_16S 2837207 2837290 17 101 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

622200 Bacteria_16S 2840192 2840287 5 101 gi|219856897|ref|NR_024716.1| Agromyces luteolus 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
622200 Bacteria_16S 2883723 2883759 1 37 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 


622200 Bacteria_16S 2906332 29064275 101 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 
622200 Bacteria_16S 2945853 2945936 17 101 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

622200 Bacteria_16S 2954825 2954920 5 101 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
622200 Bacteria_16S 2995904 2995940 1 37 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 
622200 Bacteria_16S 3009640 3009723 17 101 gi| 219846917 |ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

622200 Bacteria_16S 3011049 30111445 101 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 
622200 Bacteria_16S 3012607 3012702 5 101 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 


n 


622200 Bacteria_16S 3020186 3020218 53 85 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

622200 Bacteria_16S 3023189 3023284 5 101 gi|219846908|ref|NR_026500.1| Gordonia 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
622200 Bacteria_16S 3091252 3091351 1 101 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 
622200 Bacteria_16S 3198751 3198834 17 LOd gi|219846789|ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 
622200 Bacteria_16S 3200278 3200373 5 101 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
622200 Bacteria_16S 3231892 3231939 53 101 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

622200 Bacteria_16S 3319816 3319915 1 101 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 
622200 Bacteria_16S 3328950 3329045 5 101 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
622200 Bacteria_16S 3330478 3330573 5 101 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 


622200 Bacteria_16S 


strain DSM 43039 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


622200 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; 


halophilus strain 
halophilus Bacter 


622200 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


622200 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


622200 Bacteria_16S 
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Bacteria; Actinob 


Streptosporangium. 
622200 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


622200 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


622200 Bacteria_16S 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
622200 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


622200 Bacteria_16S 


strain DSM 43045 


strain R91/1468 1 
Firmicutes; Lacto 


622200 Bacteria_16S 


restrictus strain 
restrictus Bacter 


G 
622200 Bacteria_16S 


3332006 33321015 101 gi 


3344082 3344177 5 101 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3353258 3353357 1 101 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3361071 33611701 101 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3367142 33672375 101 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3370138 3370233 5 101 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 
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43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 
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ue 
in 
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al 


3380799 3380894 5 101 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
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ria; Proteobacteria; Gammaproteobacter 


al 


1 
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16S ribosomal RNA, partial sequence 

no 
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CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


3504279 35043745 101 gi 


oc 


3600565 3600664 1 101 gi 


bacillales; Carnobacteriaceae; Dolosigra 
3665847 3665910 14 78 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 


qu 
le 


622200 Bacteria_16S 
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philippinensis Ba 
Micromonosporacea 


622200 Bacteria_16S 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 37385 


Actinobacteria; A 


622200 Bacteria_16S 
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Actinobacteria; A 
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strain 62 16S rib 
Proteobacteria; G 
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622200 Bacteria_16S 
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622200 Bacteria_16S 
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NR_026268.1 
0 
s. 
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622200 Bacteria_16S 
JC2042 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteri 


101 


101 


S ribosomal RNA, partial sequence 
Halobacillus. 


gi 


219846288 


3908492 39099 


gi 


rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
Spirilliplanes. 


gi 


219846282 
al 
ae 


’ 


219846207 


4023267 40246 


gi 


gi 


gi 


Micr 


oc 


sequenc 
Actinomyce 


occineae 


ref 


ref 


ref 


7 Mi 


e 3917267 39187 


4049074 40504 
Prop 


219846187 |ref 


inea 
ref 


ionibacter 
219846130 

nce 

Alteromonad 


rs 


a; 


622200 Bacteria_16S 4242601 4242700 1 101 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

622200 Bacteria_16S 14185 14243 42 101 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

622200 Bacteria_16S 216756 216806 51 102 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

622200 Bacteria_16S 231891 231925 67 102 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

622200 Bacteria_16S 312438 312524 14 iO} gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

622200 Bacteria_16S 481908 481954 54 101 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

622200 Bacteria_16S 541551 541637 14 101 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

622200 Bacteria_16S 661356 661442 14 101 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

622200 Bacteria_16S 726510 726545 1 36 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

622200 Bacteria_16S 782068 782126 42 101 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

622200 Bacteria_16S 788178 788228 50 101 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 


strain M39 16S ri 
Proteobacteria; 


strain ASpGl1 16S 
Spirochaetes; Spi 


622200 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


622200 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


622200 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


622200 Bacteria_16S 


G 
622200 Bacteria_16S 


bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
792817 792863 54 101 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
795795 795829 66 101 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
803616 803650 66 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

834133 834179 54 101 gi 
train Barker I 16S ribosomal RNA, part 


835635 835681 54 101 gi 


787469 78896 


792094 79356 


802889 80433 


acteria; Proteobacteria; Alphaproteobacteria; 


219846125 


4132144 41336 


ciricketts 
265678517 


eta. 

265678515 
nce 79504 
eptospiril 
265678510 


265678490 
ial sequen 


Sphing 


ref 


65 Halobacillus 


NR_025878.1 


NR_025872.1 
3 
fe) 


tales; Micr 


NR_025797.1 


crobacteriac 


e; Nocardio 


ales; Alter 


NR_025715.1 


2 Methylophaga 


iace 
ref 


ae; Methylo 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


eae; Agromyces. 


Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 


Agromyces salentinus 
47 Agromyces salentinus Bacteria; 


NR_025777.1 
53 Nocardioides 


NR_025720.1 
129099 41305 


Nocardioides aestuarii 
aestuarii Bacteria; 
idaceae; Nocardioides. 
Aestuariibacter 

37 Aestuariibacter 
omonadaceae; 


NR_028820.1 


Pp 


alcalica Bacteria; 


haga. 


0 Spirochaeta americana Bacteria; 


ref 


0 796555 Lepto 


lum. 
ref 


NR_028818.1 


NR_028813.1 


s 


Leptospirillum 
pirillum ferriphilum 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


ref 


ce 833445 83489 


265678489 


omonadales; 


ref 


subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonadaceae 


Zymomonas. 


, 


NR_028793.1 


NR_028792.1 


6 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 


834947 836398 Zymomonas 
Sphingomonadales; 


Halobacillus locisalis 
locisalis Bacteria; 


Spirochaeta americana 


622200 Bacteria_16S 
strain T-3 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
622200 Bacteria_16S 
strain II-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
622200 Bacteria_16S 


Bacteroidetes; 


Bacteroidetes; 


succinus subsp. s 


Staphylococcus succinus subsp. 
622200 Bacteria_16S 


974934 974972 62 101 gi 
Sphingobacteriales; 
979344 979382 62 101 gi 
Sphingobacteriales; 
1019100 1019186 14 101 gi 
uccinus strain AMG-D1 16S ribosomal RNA, 
succinus Bacteria; 
1046748 1046834 14 101 gi 


265678394 
974224 97564 
Saprospiraceae; Lewinella. 
265678391 
978631 98004 
Saprospiraceae; Lewinella. 
265678365 
complete sequence 
Firmicutes; 
265678347 


quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 


quisquiliarum Bac 


teria; Firmicutes; Bacillales; 


Bacillaceae; 


Cerasibacillus. 


ref|NR_028696.1| Lewinella persicus 
2 Lewinella persicus Bacteria; 


ref|NR_028693.1| Lewinella cohaerens 
8 Lewinella cohaerens Bacteria; 


ref|NR_028667.1| Staphylococcus 
1018386 1019933 

Bacillales; Staphylococcus. 
ref|NR_028649.1| Cerasibacillus 


1046039 1047522 Cerasibacillus 


622200 Bacteria_16S 1066432 1066482 51 101 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 
strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

622200 Bacteria_16S 1093440 1093478 62 101 gi|265678314|ref|NR_028616.1| Acetobacter 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 1092739 1094192 Acetobacter 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

622200 Bacteria_16S 1140285 1140331 54 101 gi|253680763|ref|NR_028011.1| Salinisphaera 


shabanensis strain E1L3A 16S ribosomal RNA, 
shabanensis Bacteria; 


Salinisphaera. 


622200 Bacteria_16S 
1279 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


Proteobacteria; 


1158354 1158385 54 85 gi 


Deinococci; Thermales; Thermaceae; 


complete sequence 
Gammaproteobacteria; Salinisphaerales; 
228721491 
1157686 1159115 Meiothermus ruber DSM 
Meiothermus. 


622200 Bacteria_16S 1199310 1199348 62 101 gi| 228715480 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 12000 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales 
622200 Bacteria_16S 1294174 1294260 14 101 gi| 228715348 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
622200 Bacteria_16S 1318469 1318555 14 101 gi| 228715349 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, part 
Staphylococcus schleiferi subsp. coagulans Bacteria; 
622200 Bacteria_16S 1320011 1320097 14 101 gi| 228715347 


subsp. urealyticu 
capitis subsp. ur 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


622200 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


622200 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


622200 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


622200 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


622200 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


622200 Bacteria_16S 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


622200 Bacteria_16S 


strain RB-8 16S r 


1336831 1336917 14 101 gi 


1392766 1392800 66 101 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1433744 1433830 14 101 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1436863 1436894 54 85 gi 
506 16S ribosomal RNA, partial sequence 
ccus-Thermus; Deinococci; 
1544372 1544422 51 102 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavobact 
1680904 1680935 54 85 gi 
rain TR 16S ribosomal RNA, partial seque 
cteria; Deinococcus-Thermus; Deinococci; 
1714559 1714605 54 101 gi 
M 11690 16S ribosomal RNA, partial seque 
Bacteroidetes; Sphingobacteria; Sphingo 


gi 


gi 


1737398 1737432 67 102 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 0 


622200 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


622200 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


622200 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


2038498 2038584 14 101 gi 
lales; Bacillaceae; Virgibacillus. 
2198413 2198447 66 101 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2199912 2199946 66 101 gi 


gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


s strain MAW 8436 16S ribosomal RNA, partial sequence 
ealyticus Bacteria; Firmicutes; Bacillales; 
622200 Bacteria_16S 


Stap 


228721486 
ain BS107 16S ribosomal RNA, partial sequence 
07 Bacteria; Proteobacteria; Alphaproteobacteria 


228716184 
1392046 13934 


224581433 
1433051 14345 


224581430 


14361 


Thermales; Thermaceae; 
219857262 
1543657 15451 
eriaceae 
219878421 
nce 

Thermal 
219878398 
nce 

bacteria 


219878383 
1736673 17381 
leispira 
219878169 
16S ribosomal RNA, partial sequence 2037802 20393 


219857600 
2197691 21991 


219857599 
2199190 2200637 Mycoplasma mustelae Bacteria; 


Firmicutes; 


1139586 1141025 Salinisphaera 
Salinisphaeraceae; 


Meiothermus ruber DSM 
1279 Bacteria; 


ref|NR_027614.1 


ref|NR_027533.1| Dyadobacter fermentans 
10 Dyadobacter fermentans DSM 18053 


; Flexibacteraceae; Dyadobacter. 


ref|NR_027520.1| Staphylococcus equorum 
1293463 1294956 Staphylococcus equorum 


ref 
ial 


NR_027521.1 
sequence 


Staphylococcus 

1317758 1319249 

Bacillales; Staphylococcus. 

NR_027519.1| Staphylococcus capitis 

1319300 1320791 Staphylococcus 

hylococcus. 

NR_027609.1| Phaeobacter 
1336206 1337587 Phaeobacter 

; Rhodobacterales; Rhodobacteraceae; 


ref 


ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_027215.1| Staphylococcus felis 
25 Staphylococcus felis Bacteria; 


ref|NR_027212.1| Oceanithermus 
36 1437633 Oceanithermus profundus 
Oceanithermus. 
ref|NR_024893.1| Arenibacter latericius 
00 Arenibacter latericius Bacteria; 
; Arenibacter. 
ref|NR_025560.1| Vulcanithermus 
1680196 1681676 Vulcanithermus 
es; Thermaceae; Vulcanithermus. 
ref |NR_025537.1| Sphingobacterium 
1713828 1715321 Sphingobacterium 
les; Sphingobacteriaceae; 


ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 


ref |NR_025308.1 
07 Virgibacillus 


Virgibacillus proomii 
proomii Bacteria; 


ref|NR_025188.1| Mycoplasma oxoniensis 
39 Mycoplasma oxoniensis Bacteria; 


ref|NR_025187.1| Mycoplasma mustelae 


622200 Bacteria_16S 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
622200 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


strain 486 16S ri 
Tenericutes; Moll 


gallopavonis stra 
Bacteria; Teneric 


strain 462/2 16S 
Tenericutes; Moll 


622200 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


622200 Bacteria_16S 
osomal RNA, partial sequence 


strain CH 16S rib 
Tenericutes; Moll 


622200 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


622200 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


622200 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


622200 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


strain 852 16S ri 
Tenericutes; Moll 


strain HRC292 16S 
Tenericutes; Moll 


strain MH5408 16S 
Tenericutes; Moll 


strain PG15 16S r 
Tenericutes; Moll 


622200 Bacteria_16S 
ibosomal RNA, partial sequence 


strain R171 16S r 
Tenericutes; Moll 


622200 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


622200 Bacteria_16S 
ain AML-D4 16S ribosomal RNA, partial 
teria; 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


622200 Bacteria_16S 
in NN 16S ribosomal RNA, partial sequenc 
Bacillaceae; 


halotolerans stra 
Bacteria; 


desulfurans Bacte 
strain B3-1 16S r 


Proteobacteria; 


pasteuri Bacteria 


622200 Bacteria_16S 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partia 
ria; 
622200 Bacteria_16S 


lugdunensis Bacte 


strain ATCC 43959 
Bacteria; 


2202927 2202961 66 


2204443 2204477 66 


2205942 2205976 66 


2207452 2207486 66 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
622200 Bacteria_16S 
in WR1 16S ribosomal RNA, 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
622200 Bacteria_16S 


101 219857597 
equence 

la 
gi| 219857596 


2203720 22051 


gi 


101 


101 gi| 219857595 
partial sequence 22052 


101 gi|219857594 


smataceae; 


ref|NR_025185.1 
2202199 220366 

Mycoplasma. 

ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025182.1 


Mycoplasma 
9 Mycoplasma 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma dispar 


ribosomal RNA, partial sequence 


2206719 22081 


icutes; Mycoplasmataceae; Mycoplasma. 
2208968 2209002 66 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857593 


2208244 22096 


93 Mycoplasma dispar Bacteria; 


Firmicutes; 
622200 Bacteria_16S 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 
ria; 
622200 Bacteria_16S 


Firmicutes; 


2210481 2210515 66 


icutes; 
2211997 2212031 66 
ribosoma 
icutes; 
2213497 2213531 66 
ribosoma 
icutes; 

2214995 2215029 66 
ribosoma 
icutes; 

2216493 2216527 66 


2280681 2280715 66 


2369849 2369883 66 


2371360 2371394 66 


2372869 2372903 66 


icutes; Mycoplasmataceae; 
2374375 2374409 66 


icutes; Mycoplasmataceae; 
2375886 2375920 66 


icutes; Mycoplasmataceae; 
2412425 2412471 54 


Proteobacteria; 
2628038 2628124 14 


Bacillales; 
2703421 2703452 54 


Deinococcus-Thermus; 
2782871 2782917 54 
2909452 2909538 14 


; Firmicutes; Bacillales; 
2910996 2911082 14 


Firmicutes; 
2912538 2912624 14 


Bacillales; 


622200 Bacteria_16S 


2914082 2914168 14 


Mycoplasmataceae; Mycoplasma. 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


1 RNA, partial sequence 
Mycoplasmataceae; 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; 
622200 Bacteria_16S 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; 
622200 Bacteria_16S 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; 
622200 Bacteria_16S 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
622200 Bacteria_16S 
ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Thi 
622200 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


Bacillales; 


16S ribosomal RNA, partial sequence 
Staphylococcus. 


Gammaproteobacteria; Meth 

101 gi| 219857246 

e 26273 

Gracilibacillus. 

85 gi| 219857186 

Deinococci; Thermales; 

101 gi| 219857128 

2782197 27836 

otrichacea 

101 gi| 219856850 

Staphylococcus. 

101 gi|219856849 

1 sequence 
Staphylococcus. 

101 gi| 219856848 

29118 

101 gi|219856847 


101 gi| 219857592 


2209746 22112 
101 gi|219857591 
2211275 22127 
101 gi| 219857590 
2212774 22142 
Mycoplasma. 

101 gi| 219857589 
2214274 22157 
101 gi| 219857588 
2215772 22172 
Mycoplasma. 

101 gi| 219857546 
2279959 22814 
Mycoplasma. 

101 gi| 219857480 
2369126 23705 
Mycoplasma. 

101 gi| 219857479 
2370638 23720 


101 gi| 219857478 
2372144 23736 


Mycoplasma. 


101 gi|219857477 
2373653 23751 
Mycoplasma. 
101 gi| 219857476 
2375159 23766 
Mycoplasma. 
101 gi| 219857452 


sequence 


ref|NR_025179.1 


ref|NR_025178.1 


ref|NR_025134.1 


ref|NR_025068.1 


ref|NR_025067.1 


ref|NR_025066.1 


ref|NR_025065.1 


ref |NR_025064.1 


ref|NR_025040.1 
2411699 241321 
ylococcales; Met 


ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref|NR_024756.1 


e; Thiothrix. 
ref |NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 


delphini Bacteria 


; Firmicutes; Bacillales; 


Staphylococcus. 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 
ref|NR_025180.1| Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 
ref|NR_025176.1| Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Gracilibacillus 
ibacillus halotolerans 


Oceanithermus 

1 Oceanithermus 
anithermus. 

Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


2913371 291486 


ref|NR_024667.1| Staphylococcus kloosii 
27 2913320 Staphylococcus kloosii 
ref|NR_024666.1| Staphylococcus 


3 Staphylococcus 


622200 Bacteria_16S 


Bacteria; 


622200 Bacteria_16S 


arlettae Bacteria; 
622200 Bacteria_16S 
SPS-17 16S ribosomal RNA, partial sequence 


Thermus; Deinococ 


622200 Bacteria_16S 


strain RF-4 16S r 


Deinococcus-Thermus; 
622200 Bacteria_16S 


2915625 2915711 14 101 gi|219856846|ref|NR_024665.1 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphy 
Bacillales; Staphylococcus. 
2917167 2917253 14 101 gi|219856845|ref|NR_024664.1 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 291794 
Firmicutes; Bacillales; Staphylococcus. 
3018667 3018698 54 85 gi|219846911|ref|NR_026503.1 
3017969 3019430 Thermus oshimai Bacte 
ci; Thermales; Thermaceae; Thermus. 
3021712 3021743 54 85 gi|219846909|ref|NR_026501.1 
ibosomal RNA, partial sequence 3021006 30224 
Deinococci; Thermales; Thermaceae; Thermus. 
3139245 3139276 54 85 gi|219846829|ref|NR_026421.1 


strain GY-1 16S r 


Deinococcus-Thermus; 


Firmicutes; 


Deinococci; 


ibosomal RNA, partial sequence 


Thermales; Thermaceae; 


3138565 31400 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Thermus oshimai strain 
ria; Deinococcus- 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
Meiothermus. 


622200 Bacteria_16S 3316827 3316873 54 101 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

622200 Bacteria_16S 3389909 3389940 54 85 gi|219846652|ref|NR_026244.1| Meiothermus 
chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

622200 Bacteria_16S 3519585 3519635 50 101 gi|219846563|ref|NR_026155.1| Mycoplasma genitalium 
strain ATCC 33530 16S ribosomal RNA, partial sequence 3518849 3520338 Mycoplasma genitalium 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

622200 Bacteria_16S 3585132 3585167 1 36 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

622200 Bacteria_16S 3614233 3614279 54 101 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 

622200 Bacteria_16S 3715649 3715683 66 101 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 
strain CKK 16S ribosomal RNA, complete sequence 3714904 3716367 Mycoplasma pullorum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

622200 Bacteria_16S 3751151 3751185 66 2OL gi|219846398|ref|NR_025989.1| Mycoplasma 
ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 3750418 3751892 Mycoplasma 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

622200 Bacteria_16S 3754191 3754225 66 101 gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi 
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CGCTTATGGATGGGGATGCGTCTGATTAGGTAGTAGGCGGGGTAACGGCCCACCTAGCCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACT 
GAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTATGGGTT 
GTAAACTGCTTTTTTAGGGGAATAAAGTTAGCCACGTGTGGTTATTTGCATGTACCCTACGAATAAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGG 
AAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCCGTTTGGTAAGCGTGTTGTGAAATGTCCGGGCTCAACCTGGGCACTGCAGCGCGAAC 
TGTCAGACTTGAGTGCACAGGAAGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAATTGCGAAGGCAGCTCGCTGTAGTGTT 
ACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTAGTCCGCACGGTAAACGATGGATGCCCGCTGTTTGCCCTTCGGGGTGAGTGG 
CTAAGCGAAAGCGTTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATT 
CGATGATACGCGAGGAACCTTACCCGGGCTTGAATTGCAGATGACGGATCTAGAGATAGTGACTTCCTTCGGGACATCTGTGAAGGTGCTGCATGGTTGTCGTCA 
GCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCTTCTCTTCAGTTGCCATCAGGTAGAGCTGGGCACTCTGGAGACACTGCCACCGTAAGG 
TGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGCCGGTACAGAAAGTCGGATGCCCGTAAGGTCATT 
CTAATCAAGAAAGCCGGTCCCAGTTCGGACTGAGGTCTGCAACCCGACCTCACGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGTGCCTGAAGTCCGTGACCGCAAGGGTCGGCCTAGGGCAAAACTGGTAATTGGGGCTNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTGCCTAATACATGCAAGTCGAGCGGAAATTTTATTGGTGCTTGCACCTTTAAAATTT 
TAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTTATAGATTGGGATAACTCCGGGAAACCGGGGCTAATACCGAATAATACTTTTTAACACATGTTTGA 
AAGTTGAAAGACGGTTTCGGCTGTCACTATAAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCG 
TGAGTGAAGAAGGATTTCGGTTCGTAAAACTCTGTTGCAAGGGAAGAACAAGTAGCGTAGTAACTGGCGCTACCTTGACGGTACCTTGTTAGAAAGCCACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTCCTTAAGTCTGATGTGAAAGCCCC 
CGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGATAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACAC 
CAGTGGCGAAGGCGACTGTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGT 
GCTAAGTGTTGGGGGGTTTCCGCCCCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGGTGACCACTATGGAGACATAGTTTCCCCTTCG 
GGGGCAACGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCTTAGTTGCCATCATTC 
AGTTGGGCACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGG 
ACGGTACAAACGGTTGCCAACCCGCGAGGGGGAGCTAATCCGATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTT 
ATGGACCCACCCGCCGAAGGTGGGATAAATAATTGGGGTGAATTCTTAACAAGGTACCCGTATCGGAAGGTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAGGGCTTTGGCC 
CGAGTAGAGTGGCGGACGGGTGAGTAATGCATGGGAATCCACCTCGACGTGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATACGACCTACGGGTGAAAG 
GGGGCTTCGGCTCTCGCGTCGAGACGAGCTCATGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGA 
AGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAACGCCTGAGGCGAATACTCTCGGGCTATGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCAACGTAAGTCAGATGTGAAAGCCCCGGGCTCAACC 
CGGGAACGGCATTTGAGACTGCGTCGCTCGAGTCTGAGAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAA 
GGCGGCCCCCTGGCTCAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTG 
GGGTCCATTTAAGGGCTTCGTGGCGCAGCTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCTCGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAGCCGAGAG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGCCCTTAGTTGCCAGCGCGTGATGGCGGGAAC 
TCTAAGGGGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCCGGTACAGA 
GGGTTGCCAACCCGCGAGGGGGAGCCAATCTCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAA 
TCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNA 
TTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAGCTCTTCGGAGTGAGTAGAGTGGCGGACGGGTGAGTAACGCGTGGGAATCTGCCCTGTAG 
TAGGGGACAACCCGGGGAAACTCGGGCTAATACCGCATACGTCCTACGGGAGAAAGAGGGCCTTCGGGCTCTCGCTGCAGGATGAGCCCGCGTCCGATTAGCTAG 
TTGGTAGGGTAATGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAAAGCCTGGG 
GTTAATACCCCCGGGTCTTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTG 
GGCGTAAAGCGCACGTAGGCGGCGAAGTCAGTCAGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTTGATACTGCTTGGCTCGAGTCTGGTAGAGGGGGG 
TGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCCCCCTGGACCAAGACTGACGCTGAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGCTCATTTAAGGGTTTAGTGGCGCAGCAAACGCGATAAGTCGACC 
GCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
AGCCCTTGACATCCTCGGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAGCCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGTTCGGCCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGCTGCGAAGCAGCGATGTGGAGCCAATCCCAGAAAACCGATCGTAG 
TCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTTGGTTGCACCAGAAGTGGATAGCTTAACCTTCGGGAGGGCGTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGAAGAAAAGAAAGAGCTTGCTCTTTTTTGGATTCCAGTG 
GCAAACGGGTGAGTAACACGTAAACAACCTGCCTTCAGGATGGGGACAACAGACGGAAACGACTGCTAATACCGAATACCTTCCAATTTCCGCATAGAGATAGGA 
AGAAAGGGTGGCCTCTACTTGTAAGCTATCGCCTGAAGAGGGGTTTGCGTCTGATTAGCTGGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCAGTAGCCGGT 
CTGAGAGGATGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACG 
CCGCGTGAACGATGAAGGTCTTCGGATTGTAAAGTTCTGTGATCCGGGACGAAGGCATTGATTGAGAACATTGATTGATGTTGACGGTACCGGAAAAGCAAGCCA 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCCGTGCAAGTCCATCTTAAA 
AGCGTGGGGCTTAACCCCATGAGGGGATGGAAACTGCAGGGCTGGAGTGTCGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAG 
AACACCGGTGGCGAAGGCGACTTTCTAGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCCGTAAACGA 
TGGATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGAAGTACGATCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGCCTTGACATTGATCGCAATCTGCAGAAATGCGGAGTTCCT 
CTTCGGAGGACGAGAAAACAGGTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCTGTTGCCAG 
CACGTAAAGGTGGGAACTCAGGAGAGACCGCCGCGGACAACGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGGCTTGGGCTACACACGTACT 
ACAATGGGTGCAAACAAAGAGAAGCGAAGTCGCGAGACGGAGCGGACCTCATAAACGCACTCCCAGTTCAGATTGCAGGCTGCAACCCGCCTGCATGAAGTAGGA 
ATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACTATGAGAGTCAGAGACACCCAAAGCCGGTGGGA 
TAACCGAAAGGGATCAGCCGTCTAAGGTGGAGCTGATGATTGGAGTGAAGTCGTAACAAGGTAACCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNTGTTTGAATTCCTGGCTCAGGAYGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCTAGTGGCGAACGGG 
TGAGTAACACGTATCTAATCTACCTTAAAGCGGGGGATAGCCTTTGGAAACGAAGGGTAATACCGCATGTGAACTTCATTATCGCATGAGAAGAAGTTGAAAGTT 
CCGTTTGGAACACTTTAAGATGAGGATGCGGCGTATTAGCTAGTAGGCGGGGTAATGGCCCACCTAGGCAATGATACGTAGCCGAACTGAGAGGTTGATCGGCCA 


622200 Bacteria_16S 3884659 3884693 66 101 gi|219846306|ref|NR_025896.1| Mycoplasma corogypsi 
strain BVl 16S ribosomal RNA, partial sequence 3883911 3885377 Mycoplasma corogypsi Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
622200 Bacteria_16S 3966013 3966059 54 101 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 
622200 Bacteria_16S 3969029 3969075 54 101 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
622200 Bacteria_16S 4033083 4033169 14 101 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
622200 Bacteria_16S 4069285 4069334 51 101) gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
622200 Bacteria_16S 4084574 4084616 58 101 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
622200 Bacteria_16S 4093612 4093662 51 102 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
622200 Bacteria_16S 4209299 4209385 14 101 gi| 219846069 |ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
622200 Bacteria_16S 4232100 4232186 14 101 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 
622200 Bacteria_16S 271408 271465 43 101 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
622200 Bacteria_16S 286566 286615 51 101 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 
strain 01008 16S ribosomal RNA, partial sequence 285875 287290 Mycoplasma testudinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
622200 Bacteria_16S 292779 292812 67 101 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 
Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 
622200 Bacteria_16S 591576 591625 51 101 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
622200 Bacteria_16S 612867 612916 51 101 gi| 265678643 |ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
622200 Bacteria_16S 655349 655398 51 101 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 
622200 Bacteria_16S 656810 656859 51 101 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
622200 Bacteria_16S 681156 681205 51 101 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
622200 Bacteria_16S 694763 694812 52 102 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 
622200 Bacteria_16S 759035 759084 51 101 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 
622200 Bacteria_16S 760587 760636 51 101 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
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622200 Bacteria_16S 1102308 1102357 52 102 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

622200 Bacteria_16S 1230989 1231023 1 35 gi|219878275|ref|NR_025414.1| Thermocrinis albus 
strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 1231793 Thermocrinis albus DSM 14484 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 

622200 Bacteria_16S 1316942 1316991 51 101 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

622200 Bacteria_16S 1361165 1361214 51 101 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

622200 Bacteria_16S 1446105 1446154 51 101 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

622200 Bacteria_16S 1470202 1470251 51 101 gi|224581406|ref|NR_027187.1| Psychrobacter 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

622200 Bacteria_16S 1507903 1507952 51 101 gi|219846303|ref|NR_025893.1| Neisseria elongata 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 1507158 1508633 Neisseria 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Neisseria. 

622200 Bacteria_16S 1512381 1512430 51 101 gi|219878127|ref|NR_025266.1| Histophilus somni 
strain 8025 16S ribosomal RNA, partial sequence 1511717 1513077 Histophilus somni Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 

622200 Bacteria_16S 1722227 1722276 51 101 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

622200 Bacteria_16S 1723768 1723817 51 101 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

622200 Bacteria_16S 1980563 1980658 5 101 gi| 219878208 |ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

622200 Bacteria_16S 2107447 2107496 51 101 gi|219878115|ref|NR_025254.1| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

622200 Bacteria_16S 2392618 2392667 51 101 gi|219857465|ref|NR_025053.1| Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
622200 Bacteria_16S 2400128 2400161 67 101 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

622200 Bacteria_16S 2685448 2685497 51 101 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

622200 Bacteria_16S 2686917 2686966 51 101 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

622200 Bacteria_16S 2715284 2715333 51 101 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

622200 Bacteria_16S 2738061 2738110 51 101 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
622200 Bacteria_16S 2800881 2800930 51 101 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
622200 Bacteria_16S 2802402 2802451 51 101 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
622200 Bacteria_16S 2803923 2803972 51 101 gi|219857114|ref|NR_024742.1]| Actinoplanes digitatis 


strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 


Actinobacteria; 
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Cryomorpha ignava 


Vibrio coralliilyticus 


Geovibrio thiophilus 


Cryptobacterium curtum 


1207714 1209142 Cryptobacterium curtum DSM 15641 


Bacteria; Actinobacteria; 
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622200 Bacteria_16S 1430696 1430744 52 101 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 

622200 Bacteria_16S 1562268 1562315 52 101 gi|219846143|ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

622200 Bacteria_16S 1817906 1817954 52 101 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

622200 Bacteria_16S 1848422 1848517 5 101 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

622200 Bacteria_16S 1855914 1856009 5 101 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

622200 Bacteria_16S 1874249 1874297 52 101 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

622200 Bacteria_16S 1919796 1919844 52 101 gi|219878248|ref|NR_025387.1| Chryseobacterium 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
622200 Bacteria_16S 1921304 1921352 52 101 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 1922061 Chryseobacterium 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

622200 Bacteria_16S 1962398 1962446 52 101 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

622200 Bacteria_16S 2193793 2193822 56 85 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

622200 Bacteria_16S 2265356 2265404 52 101 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 


strain ICPB 3636 


16S ribosomal RNA, partial sequence 2264632 22660 


96 Simonsiella muelleri Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 

622200 Bacteria_16S 2368369 2368401 68 101 gi|219857481|ref|NR_025069.1| Mycoplasma 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

622200 Bacteria_16S 2403118 2403202 17 102 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

622200 Bacteria_16S 2525905 2525937 68 101 gi|219857360|ref|NR_024948.1| Campylobacter 
hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 


Campylobacter hyointestinalis subsp. 
Campylobacterales 


; Campylobacteraceae; Campylobacter. 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


622200 Bacteria_16S 2670274 2670369 5 101 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

622200 Bacteria_16S 2684007 2684055 52 101 gi|219857200|ref|NR_024828.1| Zobellia russellii 


strain KMM 3677 1 
Bacteroidetes; 


silvatica strain 


silvatica Bacteri 
Streptosporangiac 
622200 Bacteria_16S 
malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 
622200 Bacteria_16S 
agariperforans st 
agariperforans Ba 


Reichenbachiella. 


622200 Bacteria_16S 


strain SG3902 16S 
Firmicutes; 


Fl 
622200 Bacteria_16S 
TT 00-51 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


Clostridia; 


avobacteria; Flavobacteriales; 


2692807 2692902 5 101 gi 


eae; Planotetraspora. 


2751150 2751245 5 101 gi 


eae; Microtetraspora. 
2758800 2758848 52 


101 gi 


cteria; Bacteroidetes; 


3017295 3017343 53 102 
ribosomal RNA, partial sequence 
Halanaerobiales; 


gi 


in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae; 


rain KMM 3525 16S ribosomal RNA, parti 
Sphingobacteria 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavoba 


cteriaceae 
219857193 
quence 
inomycet 
219857152 
quence 
Actin 


v 


219857147 
al sequenc 
; Sphingob 


v 


219846912 


Oren 


16 Zobellia russellii Bacteria; 


omy: 


Zobellia. 
NR_024821.1 
3 
Streptospo 
ref|NR_024780.1 

2750506 275194 
cetales; Strepto 


ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


Planotetraspora 
9 Planotetraspora 
rangineae; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


ref |NR_026504.1 


ia. 


Orenia salinaria 


3016582 3017918 Orenia salinaria Bacteria; 
Halobacteroidaceae; 


622200 Bacteria_16S 3097340 30974355 101 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
622200 Bacteria_16S 3149890 3149938 52 101 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
622200 Bacteria_16S 3206180 3206275 5 101 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
622200 Bacteria_16S 3219804 3219885 1 82 gi|219846774|ref|NR_026366.1| Coprothermobacter 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprothermobacter platensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Coprothermobacter. 

622200 Bacteria_16S 3251518 3251613 5 101 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 
622200 Bacteria_16S 3368642 33687375 101 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
622200 Bacteria_16S 3374711 3374759 53 102 gi|219846667|ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
622200 Bacteria_16S 3454332 34544275 101 gi|219846607|ref|NR_026199.1| Kocuria kristinae 
strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 3455136 Kocuria kristinae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

622200 Bacteria_16S 3516504 3516552 52 101 gi|219846565|ref|NR_026157.1| Curtobacterium luteum 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
622200 Bacteria_16S 3518026 3518074 52 101 gi|219846564|ref|NR_026156.1| Curtobacterium citreum 
strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
622200 Bacteria_16S 3661199 3661299 1 102 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
strain IC079 16S ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

622200 Bacteria_16S 3733402 37334355 38 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
622200 Bacteria_16S 3734857 3734952 5 101 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 
622200 Bacteria_16S 3740707 3740802 5 101 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 
622200 Bacteria_16S 3742171 3742266 5 101 gi| 219846406 |ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 


Ww 


622200 Bacteria_16S 3889310 3889358 52 101 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

622200 Bacteria_16S 3901438 3901533 5 101 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 


strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 
622200 Bacteria_16S 4099484 4099532 52 101 gi|219846153|ref|NR_025743.1| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 


622200 Bacteria_16S 4236663 4236711 52 101 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

622200 Bacteria_16S 109668 109719 49 101 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

622200 Bacteria_16S 144815 144866 49 101 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 


622200 Bacteria_16S 


strain YIM 70081 


sandarakina strain YIM 70009 16S ribosomal RNA, 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 


622200 Bacteria_16S 


delbrueckii subsp. 


359375 359426 49 


360921 360972 49 


380445 380528 17 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


622200 Bacteria_16S 
xiligouense strain XLG9A10.2 16S ribosomal RNA, 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; 


389614 389665 49 


Promicromonosporaceae; Myceligenerans. 


622200 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 


398773 398868 5 


Nocardiaceae; Nocardia. 


622200 Bacteria_16S 


saerimneri strain 


saerimneri Bacteria; 
622200 Bacteria_16S 
Kx127A2 16S ribosomal RNA, 
Lactobacillales; 


kalixensis strain 


kalixensis Bacteria; 
622200 Bacteria_16S 


strain YIM 70085 


411244 411327 17 


Firmicutes; 
414448 414531 17 


Firmicutes; 
422047 422098 49 


426754 426805 49 


Micrococcaceae; Nesterenkonia. 


622200 Bacteria_16S 
halotolerans strain YIM70084 16S ribosomal RNA, 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 


622200 Bacteria_16S 


strain QH3A7 16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
622200 Bacteria_16S 
TMW 1.80 16S ribosomal RNA, 
Lactobacillales; 


mindensis strain 
mindensis Bacteria; 


622200 Bacteria_16S 


Firmicutes; 


429841 429892 49 


489653 489704 49 
529387 529471 1 
Deinococci; 


611246 611329 17 


641798 641849 49 


101 


101 


101 


indicus 


101 


101 


Lactobacillales; 


101 


101 


101 


101 


ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
622200 Bacteria_16S 


85 


ribosomal RNA, partial sequence 
Deinococcales; 


101 


101 


gi 


16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
622200 Bacteria_16S 


265678815 Nesterenkonia lutea 


lutea Bacteria; 


ref|NR_029120.1 


Micrococcaceae; Nesterenkonia. 
gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
partial sequence 360205 361665 Nesterenkonia 


gi 


indicus strain NCC725 16S ribosomal 


Actinomycetales; Micrococcineae; Micrococcaceae; 


265678801 |ref|NR_029106.1 
RNA, partial sequence 


Lactobacillus 
379741 381255 


Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 
gi| 265678795 |ref|NR_029100.1| Myceligenerans 
partial sequence 388894 390431 Myceligenerans 


gi 


strain SBHR OA6 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


partial 


gi 


gi 


Lactobacillaceae; Lactobacillus. 


Actinomycetales; Micrococcineae; 


265678789 |ref|NR_029094.1| Nocardia 
398145 399618 Nocardia 


Corynebacterineae; 


101 gi|265678780|ref|NR_029085.1| Lactobacillus 

GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
Lactobacillaceae; Lactobacillus. 

101 gi| 265678778 |ref|NR_029083.1| Lactobacillus 

complete sequence 413724 415278 Lactobacillus 


265678773|ref|NR_029078.1| Yaniella halotolerans 


16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
622200 Bacteria_16S 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Yaniellaceae; Yaniella. 
ref|NR_029075.1| Nesterenkonia 
426041 427535 Nesterenkonia 


Micrococcineae; 


265678770 


265678768 |ref|NR_029073.1| Nesterenkonia 
sequence 429128 430610 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
265678725 |ref 


NR_029030.1| Jonesia quinghaiensis 


488917 490451 Jonesia quinghaiensis Bacteria; 


Jonesiaceae; Jonesia. 


265678699|ref|NR_029004.1| Deinococcus indicus 


528726 530192 Deinococcus indicus Bacteria; 


Deinococcaceae; Deinococcus. 


complete s 


gi|265678644|ref|NR_028949.1| Lactobacillus 
equence 610536 612079 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
gi|265678623|ref|NR_028928.1| Nesterenkonia 
sequence 641107 642573 Nesterenkonia 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial 


lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Nesterenkonia. 


622200 Bacteria_16S 


648028 648079 49 


101 


gi 


Actinomycetales; Micrococcineae; 


265678619|ref|NR_028924.1| Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 


Actinobacteridae; 


strain WoG13 16S 
Firmicutes; 


strain AC 615 16S 


subroseum strain 


Proteobacteria; 


Clostridia; 
622200 Bacteria_16S 

strain S1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
622200 Bacteria_16S 


Gammaproteobacteria; 
622200 Bacteria_16S 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


665999 666046 53 


ribosomal RNA, partial sequence 
Syntrophomonadac 


Clostridiales; 
837084 837179 5 


838619 838666 53 


874882 874929 53 


Streptosporangium. 
967220 967319 1 


968653 968747 5 


Streptomycetaceae; Kitasatospora. 


sequence 
Oceanospirillales; 


101 


101 


101 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
622200 Bacteria_16S 


101 


101 


101 


Actinomycetales; Micrococcineae; Micrococcaceae; 
622200 Bacteria_16S 


gi 


gi 


gi 


Kocuria. 

265678605 |ref|NR_028910.1| Pelospora glutarica 
665236 666735 Pelospora glutarica Bacteria; 

eae; Pelospora. 

265678488 |ref|NR_028791.1| Nocardia fluminea 
836449 837910 Nocardia fluminea Bacteria; 

Nocardiaceae; Nocardia. 
265678487 |ref|NR_028790.1| Nonomuraea rubra 


gi 


CY-7113 16S ribosomal RNA, partial sequence 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; 
622200 Bacteria_16S 

strain 4A 16S ribosomal RNA, partial 


gi 


837961 839417 Nonomuraea rubra Bacteria; 
Streptosporangineae; 


Streptosporangiaceae; Nonomuraea. 

ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 

Streptosporangineae; 


265678462 


265678400|ref|NR_028702.1| Halomonas campisalis 


966531 967930 Halomonas campisalis Bacteria; 


gi 


Halomonadaceae; Halomonas. 
265678398|ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 
Streptomycineae; 


622200 Bacteria_ 


Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntro 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomo 
622200 Bacteria_16S 1090371 1090418 53 101 gi|265678316|ref|NR_028618.1 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


622200 Bacteria_ 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


622200 Bacteria_ 


strain NRRL 15532 
Bacteria; Actinob 


Nonomuraea. 
622200 Bacteria_ 
strain I-273 16S 


Actinobacteria; Actinoba 


622200 Bacteria_ 


strain Kx146A4 16 
Lacto 


Firmicutes; 


622200 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinoba 
622200 Bacteria_16S 
DSM 43833 16S rib 
Bacteria; Actinob 


Thermobispora. 


622200 Bacteria_16S 
2809 16S ribosomal RNA, partial sequen 
Deferribacterales; 


acetiphilus DSM 1 
12809 Bacteria; 


strain Se-3111 16 


D 
622200 Bacteria_16S 


16S 993318 993416 1 


osomal 
acteria 


v 


1196244 1196280 1 


eferribacteres; 
1221857 1221908 49 


101 


RNA, partial sequence 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


622200 Bacteria_16S 
NS12 16S ribosoma 


Sphingobacteria; 


efficiens YS-314 


Bacteria; Actinob 


Corynebacterium. 


622200 Bacteria_16S 
YIM 30243 16S rib 


strain CCM 132 16 


1249186 1249233 53 
1 RNA, partial sequence 


1256545 1256640 5 


1326134 13262295 


1450557 1450652 5 


e; Corynebacterium. 
1461014 1461065 49 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
622200 Bacteria_16S 
spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 
622200 Bacteria_16S 


ales; Pseudonocardineae; P 

37 gi|228715574|ref|NR_027535.1 

ce 1195565 1197080 Denitr 

Deferribacteraceae; Denitrovi 

101 gi|219878356|ref|NR_025495.1 
1221167 12226 

Micrococcineae; Beutenbergiace 

101 gi|219857416|ref|NR_025004.1 

1248510 1249867 Runella zeae Bacteria 

Runella. 
101 gi|219857144|ref|NR_024772.1 


101 


101 


101 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


622200 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; 


pseudovaccinii Ba 
Nocardiaceae; Noc 


622200 Bacteria_16S 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
622200 Bacteria_16S 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


strain DSM 12798 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


622200 Bacteria_16S 


strain DSM 44494 


Lacto 
622200 Bacteria_16S 
pseudovaccinii st 


1477697 1477780 17 
bacillales; 


1521312 15214075 


ardia. 
1604975 1605070 5 


1606516 1606611 5 


1740454 1740501 53 


101 


Lactobacillus. 

101 gi|219857610|ref|NR_025199.1 
ial sequence 1520665 152215 
ae; Actinomycetales; Coryn 

101 gi|219878474|ref|NR_025613.1 


101 


101 


Actinobacteria; Actinobacteridae; Actinomycetales; 


622200 Bacteria_16S 
CECT 5353 16S ribosomal RNA, partial s 


entericus strain 
entericus Bacteri 


622200 Bacteria_16S 


1764769 1764868 1 


Firmicutes; 
1834602 1834653 49 


a; 


Lactobacillales; 


Streptosporangineae; Nocardiop 

101 gi|219878361|ref|NR_025500.1 
equence 1764167 176550 
Streptococcaceae; Streptococcus. 

101 gi|219878312|ref|NR_025451.1 


gi 


1169826 11712 
Actinobacteridae; Actinomycet 


Sphingobacteriales; Flexibacteraceae; 
622200 Bacteria_16S 
16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycet 


gi 


1325499 13269 
nebacterin 


gi 


in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


gi 


1460297 14618 


Micrococcineae 


gi 


rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


gi 


gi 


265678382 


ain A-5 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


ales; 


219846136 


224581420 
quence 


224581412 


219878440 


6S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillaceae; 


oc 
219878472 
quence 


’ 


219878380 


16S ribosomal RNA, partial sequence 1739732 17412 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 


e; Actinomycet 


Cory 


; Actinomy 


occineae 


Actinomy 


ref|NR_028684.1 


1089685 109113 
ales; Strept 


94 Thermobispora 


nebacterineae; C 
ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_027201.1 

1449903 145131 
cetales; Coryneb 


ref |NR_027193.1 


; Micrococcaceae 
ref|NR_025579.1 
22 Lactobacillus 


; Micrococcaceae 
ref |NR_025611.1 

1605856 160731 
cetales; Microco 


ref|NR_025519.1 


Syntrophomonas 
phomonas sapovorans 
nas. 

Nonomuraea 
7 Nonomuraea 
osporangineae; 


eae; Nonomuraea. 

16S 1099292 1099387 5 101 gi|265678310|ref|NR_028612.1| Acrocarpospora 

in IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

eae; Acrocarpospora. 

16S 1106908 1106955 53 101 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 

acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 

16S 1116030 11161255 101 gi|265678298|ref|NR_028599.1| Kineosporia succinea 

ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 


cteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
16S 1123679 1123762 17 101 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 
1147765 1147860 5 101 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
34 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
cteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1170542 1170589 53 101 gi|228719618|ref|NR_027583.1| Thermobispora bispora 


bispora DSM 43833 
seudonocardiaceae; 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Runella zeae strain 
Bacteroidetes; 


v 


Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Corynebacterium 

6 Corynebacterium 
acterineae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Lactobacillus spicheri 
spicheri Bacteria; 


Nocardia 
6 Nocardia 


ebacterineae; 


Arthrobacter mysorens 


05 Arthrobacter mysorens Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Nocardiopsis halophila 


36 Nocardiopsis halophila Bacteria; 


saceae; Nocardiopsis. 
Streptococcus 
1 Streptococcus 


1833888 183531 


Gulosibacter 
7 Gulosibacter 


molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; 


622200 Bacteria_ 


strain DSM 5661 1 
Lacto 


Firmicutes; 
622200 Bacteria_ 


cellulosilytica s 
cellulosilytica B 


Nocardiopsaceae; 
622200 Bacteria_ 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


622200 Bacteria_ 


stellipolaris str 
stellipolaris Bac 


Alteromonas. 

622200 Bacteria_ 
strain TMW 1.666 
Bacteria; 
622200 Bacteria_ 


foliorum strain P 
foliorum Bacteria 


Microbacterium. 
622200 Bacteria_ 


strain DSM 176 16 
G 


Proteobacteria; 
622200 Bacteria_ 


strain DSM 169 16 
G 


Proteobacteria; 
622200 Bacteria_ 


strain DSM 5192 1 


Firmicu 


Gulosibacter. 

16S 1839222 1839305 17 101 gi|2 
bacillales; Lactobacillaceae; Lactobac 
16S 1852887 1852934 53 101 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 
16S 1858881 1858976 5 101 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 
16S 1860411 18605101 101 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


2 


2 


’ 


16S 1944136 1944219 17 
16S ribosomal RNA, 
tes; Lactobacillales; Lactobacillaceae 
16S 1948769 1948805 49 85 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


101 gi 
complete sequence 


’ 


v 


16S 2024894 2024930 1 
S ribosomal RNA, 
ammaproteobacteria; Chromatiales; Chro 
16S 2029430 2029466 1 37 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
16S 2050994 2051066 1 73 gi 


37 gi 


s 
da 


al 


al 
er 


complete sequence 2024259 20 
ma 
219878176 
2028754 20301 
ma 
219878158 
6S ribosomal RNA, partial sequence 2050314 20 


19878309 


6S ribosomal RNA, partial sequence 1838512 18400 
il 


lus. 
19878299 
equence 
e; 


19878295 


219878294 
sequenc 
ia; Alte 


219878232 
19433 
Lactobac 
219878229 
ue 
4. 


nce 


219878179 
257 


tiaceae; 


tiaceae; 


518 


Actin 


sequenc 
Actinomy 


nomyceta 


ref 


ref 


ref 


ref 


ref 


ref 
les; 
ref 


Iso 
ref 


Chr 
ref 


21 Lactobacillus 


omyc 


ceta 


e 1859752 186123 
romo 


98 1944958 Lacto 


illu 


1948071 19495 


08 Isochromatium 


NR_025448.1 


NR_025438.1 


1852181 185367 
Stre 


etales; 


NR_025434.1 


e 1858220 185970 
Coryneb 


les; 
NR_025433.1 
nadales; 
NR_025371.1 
Ss. 
NR_025368.1 
5 
Micrococci 


NR_025318.1 


chromatium. 
NR_025315.1 


omatium. 
NR_025297.1 


Alt 


b 


n 


Lactobacillus hamsteri 
hamsteri Bacteria; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Lactobacillus frumenti 
acillus frumenti 


Microbacterium 
0 Microbacterium 


eae; Microbacteriaceae; 


Isochromatium buderi 
buderi Bacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

622200 Bacteria_16S 2083183 2083266 17 101 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

622200 Bacteria_16S 2101335 2101434 1 101 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

622200 Bacteria_16S 2161795 21618905 101 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

622200 Bacteria_16S 2252939 2252986 53 101 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
622200 Bacteria_16S 2309273 2309320 53 101 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
622200 Bacteria_16S 2343979 2344026 53 101 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

622200 Bacteria_16S 2404675 2404758 17 101 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

622200 Bacteria_16S 2409309 2409356 53 101 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

622200 Bacteria_16S 2465503 2465586 17 101 gi|219857406|ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

622200 Bacteria_16S 2494058 2494153 5 101 gi|219857387|ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

622200 Bacteria_16S 2510788 2510835 53 101 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

622200 Bacteria_16S 2677845 2677940 5 101 gi|219857204|ref|NR_024832.1| Nocardia takedensis 


strain MS1-3 16S 


ribosomal RNA, partial sequence 


2677198 2678645 Nocardia takedensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


622200 Bacteria_16S 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
622200 Bacteria_16S 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
Lactobacillales; 


kitasatonis Bacte 


622200 Bacteria_16S 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Act 


Streptosporangiac 


622200 Bacteria_16S 


2688344 2688439 5 


2704831 2704914 17 


Firmicutes; 
2752692 2752739 53 


ria; 


eae; Planomonospora. 
2754188 2754235 53 


101 


101 


101 


101 


219857197 
891 


gi 


219857185 
sequence 
Lactobacill 

gi|]219857151 


gi 


gi| 219857150 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27549 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 


622200 Bacteria_16S 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae; 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


622200 Bacteria_16S 


strain JCM 3166 1 


Actinobacteria; Actinobacter 


Planobispora. 


622200 Bacteria_16S 


parontospora subs 


2819026 2819073 53 


eae; Planomonospora. 
2820519 2820566 53 


6S ribosoma 


2822013 2822060 53 


p-. antibiot 


Planomonospora parontospora subsp. 


Actinomycetales; 


622200 Bacteria_16S 


strain MK703-102F 


strain IAM 14848 


strain 10.268-1 1 


strain HKI 0136 1 


strain TA68 16S r 


strain TAGA27 16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


622200 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


622200 Bacteria_16S 


strain DSM 43678 


strain DSM 6035 1 
Firmicutes; Lacto 


622200 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


622200 Bacteria_16S 
n DSM 20647 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


622200 Bacteria_16S 


strain DSM 20541 


protophormiae str 
protophormiae Bac 


Streptosporangineae; 


2834119 28342145 


2900241 2900292 49 


2985281 2985376 5 


3039917 3040012 5 


3092732 3092783 49 


3094251 3094302 49 


3178862 3178957 5 


e; Corynebacterium. 


3216750 3216849 1 


tes; Lactobacillales; 


3250066 3250113 53 


3304759 3304842 17 


bacillales; 
3306299 3306382 17 


bacillales; 
3398865 3398960 5 


3457434 3457485 49 


3458884 3458979 5 


Micrococcaceae; Arthrobacter. 


622200 Bacteria_16S 


3466494 3466589 5 


ica strain JCM 3094 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
622200 Bacteria_16S 


101 


idae; Actinomycetales; 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
622200 Bacteria_16S 


101 


101 


101 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
622200 Bacteria_16S 
IBS B52218 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


101 


101 


101 


101 


L 
101 


L 
101 


101 


101 


101 


219856911 
1 


gi 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
622200 Bacteria_16S 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
622200 Bacteria_16S 


Actinomycetales; Strept 
101 gi|219856910|ref|NR_024731.1 
1 RNA, partial sequence 2819828 2821270 Planobispora 
Streptosporangineae; Streptosp 
101 gi| 219856909 |ref|NR_024730.1 
16S ribosomal RNA, partial sequen 
antibiotica Bacteria; Actinobacteria; 
Streptosporangiaceae; Planomonospora. 
101 gi|219856901|ref|NR_024722.1 
2833466 2834941 Nocard 
Nocardiacea 
101 gi| 219856856 |ref|NR_024675.1 
occineae; Microbacteriac 
101 gi|219846933|ref|NR_026525.1 


gi|219846896 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
622200 Bacteria_16S 


gi| 219846860 
3092041 30935 
Microc 
gi| 219846859 
3093562 30950 
Microc 
gi| 219846802 
sequence 
inomycet 


gi| 219846776 


in S69 16S ribosomal RNA, partial sequence 32160 
Streptococcaceae; 


Streptoc 


gi|219846754 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
622200 Bacteria_16S 


Streptosporang 
gi| 219846718 


6S ribosomal RNA, partial sequence 3304055 33055 
Lactobacillaceae; 


illus. 
219846717 


actobac 
gi 


6S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillaceae; 


illus. 
219846646 
sequence 
Actinomyc 


actobac 
gi 
partial 


gi|219846605 


16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
622200 Bacteria_16S 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


219846603 
al sequenc 


gi 


gi|219846598 


nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 


rineae; 


ace 


inomycet 


Streptosporang 


sequence 


occineae; 


occineae; 


occineae; 


Actinomycet 


ref |NR_024825.1 
Nocardiacea 
ref |NR_024813.1 

2704122 270562 
ae; Lactobacillu 
ref |NR_024779.1 

2752000 275344 
ales; Streptospo 


ref|NR_024778.1 


ineae; Streptos 
ref |NR_024732.1 
2818334 281977 


Nocardiacea 
ref |NR_026488.1 
Gordoniacea 


ref |NR_026452.1 


Mi 
ref 


crococcaceae 
NR_026451.1 


Micrococcaceae 
ref |NR_026394.1 

3178210 317953 
ales; Corynebact 


ref|NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026346.1 


ineae; Streptosp 
ref |NR_026310.1 
44 Lactobacillus 


ref |NR_026309.1 
06 Lactobacillus 


ref |NR_026238.1 
3398202 339968 
etales; Micrococ 


ref |NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Lactobacillus 
7 Lactobacillus 
Ss. 
Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 
porangiaceae; 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 

Corynebacterium 
2 Corynebacterium 
erineae; 


Streptococcus 
ococcus thoraltensis 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Nesterenkonia halobia 
halobia Bacteria; 
; Nesterenkonia. 
Arthrobacter 
2 Arthrobacter 
occineae; 


ref|NR_026190.1 
3465830 346730 


Arthrobacter 
1 Arthrobacter 


CATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGT 
CTTCGGATTGTAAAGCTCTGTTGTAAGGGAAGAACACTTAAAAGAGGAAATGCTTTTAAGCTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCA 
GCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTATAGGGTGCGTAGGCGGTTTTGTAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGG 
TTCGCCTTGAAAACTACATCACTAGAATACAAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAAAGCGG 
CTTACTGGCTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTCGGGGA 
TTTCCTCGGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTATAGAGATATAGTGGAGGTTAACATTGAGACAGGTGGTGCATGG 
TTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTTGTTAGTTACTACCATTAAGTTGAGGACTCTAACAAGACTGCTAG 
TGTAAACTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGC TACACACGTGCTACAATGGCCGATACAAAGAGTCGCAAATCCGCAAG 
GACTAGCTAATCTCAAAAAGTCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGA 
ATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGAGAGTTGGTAATACCAGAAGTAGGTAGCTTAACCGTAAGGAGAGCGCTTCCCAAGGTAGGATTA 
GCGATTGGGGTTAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGATGGATCACTCCTTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNTAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGCTTGCTCCTGGTGGCGAGTGGCG 
AACGGGTGAGTAATATATCGGAACGTGCCCTAGAGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATACGATCTACGGATGAAAGTGGGGGATCGCAAG 
ACCTCATGCTCATGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAAGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACT 
GGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTC 
GGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTCTTGGTTAATACCTGGGGCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGCAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAATT 
GCATTTGTGACTGTATGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGCAGCCC 
CCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTA 
ATTGACTTGGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATG 
ATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAATCCTGAAGAGATTTAGGAGTGCTCGAAAGAGAACCGTAACACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCC 
GGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCCGCCAACCCGC 
GAGGGGGAGCTAATCCCAGAAAGTGTATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGT 
GAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGTAAGGAGGGCGATTACCACGGCAGGGT 
TCGTGACTGGGGTGAAGTCGTAACAAGGTANCCGTATCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNTTAGAGTTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCGCTTCGGTGGTGGATGAGTGGCGAAC 
GGGTGAGTAACACGTGGGCAATCTGCCCTGTACTCTGGGATAAGCCCTGGAAACGGGGTCTAATACCGGATAGGACACTGTCTCGCATGGGGTGGTGTGGAAAGC 
TTCGGCGGTACGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCG 
GGTTGTAAACCTCTTTCGCCCGGGACGAAGCGTCACAGTGACGGTACCGGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCG 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCACGTCTGCCGTGAAAACCTGCGGCTTAACCGTGGGCGTGCGGTGGATACGGGCATCA 
CTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGACGCTGTTCACGTGTCCCGTGCCG 
TAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGATCGCCTCAGAGATGGGGTTTCCCTTGTGGCTGGTGCACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTNCCATGTTGCCAGCGGGTTATGCCGGGGACTCTTGGGAGACTGNCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACNTCAAGTCATCATGCCCCTTATGTCCAGGGCTTTACACATGCTACAATGGCCGGTACANAGGGTGGCGAGACCGNGAGGTGGAGCGA 
ATCCCTTAAAGCCGGTCTCAGTTCGGATCGTAGNCTGNAACTCNACTGTGTGAAGTCGGAGTCNCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCACGGCCCAACCGTTCGCGGGGGGAGTGGTCAAAGGTGGGACTGGCGATTG 
GGACAAAGTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAA 
CACATGCAAGTCGCACGGGCAGCAATGTCAGTGGCGGACGGGTGAGTAACGCGTAGGAACGTGTCCTGAGGTGGGGGACAACCCCGGGAAACTGGGGCTAATACC 
GCATATGGGCTGAGGCCCAAAGCCGAGAGGCGCCTTTGGAGCGGCCTGCGTCCGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCGGTAGCTGG 
TCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAAT 
GCCGCGTGGGTGAAGAAGGTCTTCGGATCGTAAAGCCCTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGC 
GGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGGCCCAAGTCAGGCGTGAAATTCCTGGGCTCAACCTGGGGACTG 
CGCTTGATACTGGGTTGCTTGAGGATGGAAGAGGCTCGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCGAG 
CTGGTCCATTACTGACGCTGAGGCGCGACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCGCTGGATGTTGGGGCCCAT 
AGGGTCTCAGTGTCGTAGCCAACGCGGTAAGCGCACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGGTCACGACCGGTCCAGAGATGGACTTTCCTAGCAATAGGCGTGATGCACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATGTTCGGGTGGGCACTCTAGAGG 
AACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGAGGGAAGCC 
AGGTCGCGAGGCCGAGCCGATCCCGAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCACGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGTCGTTGCGCTAACCAGCGATGGGGGCAGGCGACCAC 
GGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGGATCACCTCCTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNCCATGCGCAACACATGCAAGTCGAACGAAGGCTTCGGCCTTAGTGGCGGACGGGTGAGTAACACGTGGGAACGTGCCCTTGGGTTCG 
GGATAACGTCTGGAAACGGACGCTAATACCGGATGCCCCCTGCGGGGGAAAGATTTATCGCCTGAGGAGCGGCCCGCGTCTGATTAGGTAGTTGGTGGGGTAATG 
GCCTACCAAGCCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGGAAGCTGATCCAGCCTGCCGCGTGAGTGATGAAGGCTTCGGGTTGTAAAGCTCTTTCGCACGCGACGATGATGACGGTAGCGTGAGAAGAAGCCC 
CGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTTTCAAGTCAGGCGTGAA 
AGCCCCGGGCTCAACCTGGGAACTGCGCTTGAGACTGTGAGGCTTGAGGTCCGGAGAGGTGGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAA 
GAACACCGGTGGCGAAGGCGGCCCACTGGACGGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
ATGTCGGCTAGACGTTGGGGCTCTTAGAGCTTCGGTGTCGCAGCTAACGCATTAAGCCGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATGCCCTGACCGCCCCAGAGATGGGGTTTTCCT 
TTCGGGGACAGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCACTGTCAGTTGCCATCA 
TTAAGTTGGGCACTCTGGCAGAACTGCCGGTGACAAGCCGGAGGAAGGCGGGGATGAACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACA 
ATGGTGGTGACAGTGGGCAGCGACCACGCGAGTGGAAGCGAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGTTGGAATCGC 
TAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTTTACCCGAAGCCGGTGCGCTAACC 
GCAAGGTAGGCAGCCGAACCACGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAGGCCTAACACATGCAAGTCGAGGGGT 
AACGAGAGTGCTTGCACTTGTCGACGACCGGCGCACGGGTGCGTAACGCGTATACAATCTGCCTATTACTAAGAGATAGCCCAGAGAAATTTGGATTAATATTTT 
ATGGTATCCAAAAGCCGCATGGTTTATGGATTAAAGGTTACGGTAATAGATGAGTATGCGTCCTATTAGCTAGATGGAGAGGTAACGGCTCCCCATGGCGACGAT 
AGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGAGCAATCCTG 
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622200 Bacteria_16S 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacter 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


622200 Fungi_16S 6831 6926 5 101 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

622200 Fungi_16S 8333 8428 5 101 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

622200 Fungi_16S 11300 11395 5 101 gi|219857175|ref|NR_024803.1| Nocardia 
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622200 Fungi_16S 9819 9914 5 101 gi|219857197|ref|NR_024825.1| Nocardia sienata 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
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S ribosomal RNA, 
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ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
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RNA, partial sequence 
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1890365 1890445 33 112 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
2614952 2614996 68 112 gi 
bosomal RNA, partial sequence 
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2619622 2619674 60 112 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3075376 3075428 60 112 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
188233 188284 60 111 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
209799 209846 65 112 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
234124 234171 65 112 gi 
n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


273596 273683 26 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
562241 562288 65 112 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


112 gi 


Rhizobi 


1487592 1487679 26 112 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3199476 3199563 26 112 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


gi 


3657253 3657340 26 112 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3981113 3981200 26 112 gi 


gi 


628834 Bacteria_16S 


strain CTCBS1 16S 


265678397 
uence 
teria; 


219857250 
quence 
ria; 


219857456 
al 
iales; 

219846542 


3551089 35526 
loramato 


Ca 
219846309 


complete sequence 3879197 38807 
loramato 


Ca 
219846247 


6S ribosomal RNA, complete sequence 3966839 39683 


obacteriac 
265678679 


559287 56077 
Acetobacte 


228715353 


1399580 1401060 Sphin 
Sphingomon 


219878272 
e 18889 
les; Phyll 
219857256 


2613469 26150 
Desulfov 


, 


219857253 


2618180 26196 
yclaceae 


oc 
219846872 
ence 30739 
ales; 
265678938 
quence 
ridiales; 
265678923 
20835 
idiaceae; 
265678907 
uence 
ia; 


265678878 


272240 273697 Rhizo 


um/Agrobac 
265678678 
sequence 
eria; 


219857235 


1486230 14876 
R 


biaceae; 
219846789 
ial sequen 
cteria; Rh 


219846467 


3655877 36573 
R 


biaceae; 
219846238 


6S ribosomal RNA, partial sequence 3979744 39812 


lphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
45267 45309 70 112 gi|265679034|ref|NR_029342.1 
ribosomal RNA, complete sequence 43805 45323 


Des 


Rhizo 


sequence 
Clo 


Rhod 


Rhodob 


Rhod 


ref |NR_028699.1 
969528 971049 
ulfovibrionales; 
ref|NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref |NR_026134.1 


fae 
ref|NR_025899.1 
r. 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_028984.1 


race 
ref 
gomo 


ae; Roseomon 
NR_027525.1 
nas wittichi 
adaceae; Sphingo: 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas 
ref |NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref |NR_029246.1 

186799 188298 
Clostridiaceae; 
ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref|NR_029215.1 

232719 234184 
acterales; Rhodo 


ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref |NR_028983.1 
560822 562307 
ospirillales; Ac 
ref |NR_024863.1 
hizobium/Agrobac 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 
ref|NR_026059.1 
hizo 
ref 


bium/Agrobac 
NR_025828.1 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Caloramator 
6 Caloramator 
oramator. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Mesorhizobium loti 
loti Bacteria; 

um. 

Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Dechloromonas agitata 
agitata Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Clostridium 

Clostridium 
Clostridium. 
Clostridium sporogenes 
idium sporogenes 


Rhodobacter 
Rhodobacter 
bacteraceae; 


Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Roseomonas 

Roseomonas 
etobacteraceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Magnetospirillum 

3 Magnetospirillum 

Rhodospirillaceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 


628834 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


628834 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


628834 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


628834 Bacteria_16S 


argentinense stra 
argentinense Bact 


628834 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


628834 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


628834 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


628834 Bacteria_16S 


strain E7107 16S 


113500 113570 39 108 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
115099 115169 39 108 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
166938 166984 66 112 gi 


gi 


ridia; Clostridiales; Clostridiaceae; 

208244 208290 65 111 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
364639 364681 70 112 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
391952 391994 70 112 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
412011 412057 66 112 gi 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
447542 447588 65 111 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


628834 Bacteria_16S 


strain 5424 16S r 


449034 449120 26 111 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


628834 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


628834 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


628834 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


628834 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


628834 Bacteria_16S 


strain J1 16S rib 
Proteobacteria; A 


628834 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


628834 Bacteria_16S 


salivarius strain 
salivarius Bacter 


628834 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


628834 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


628834 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


628834 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


628834 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


628834 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


628834 Bacteria_16S 


C91 16S ribosomal 


471919 471961 70 112 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
493487 493529 70 112 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
593832 593874 70 112 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingom 
668210 668252 70 112 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
768858 768900 70 112 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
930777 930819 70 112 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
933930 933976 66 112 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
961797 961839 70 112 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1058029 1058071 70 112 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


gi 


Hypho: 
gi 


1084909 1084951 70 112 


gi 
Sphingomonadales; Sphingomonadacea 

1121349 1121391 70 112 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


ia; 


1142502 1142544 70 
ain W-5 
teria; 


112 gi 
0 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobact 


1144022 1144064 70 
in C6-1 
eria; P 


112 gi 
9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


1180374 1180416 70 
RNA, partial sequence 


112 gi 


R 


112043 11359 


113641 11518 


6S ribosomal RNA, partial sequence 165488 16699 


446125 44760 


447654 44913 


470446 47199 


492024 49353 


767437 76891 


929371 93083 


265678987 


s; Syntrop 
265678986 


s; Syntrop 
265678952 


Clostridiu 
265678924 
al sequenc 
iales; Clo 
265678812 
ence 36326 
terales; C 
265678794 
ce 39048 
riales; Bu 
265678780 
uence 

bacillacea 
265678757 


Acetobacte 
265678756 


Acetobacte 
265678737 


seudomonad 
265678723 


1teromonad 
265678657 
ce 59240 
onadales; 

265678604 
nce 66678 
rillales; 

265678534 


microbiace 
265678425 


hodobacter 
265678423 
uence 
bacillacea 
265678404 
96032 
seudomonad 
265678339 
al sequenc 
eria; Rhiz 


265678320 


e; Sphingo 
228716127 

11198 
xococcales 


253680762 
quence 
eria; Sphi 
253680761 
quence 

ria; Rhodo 


ref |NR_029295.1 


hace 
ref 


ae; Syntroph 
NR_029294.1 


hace 
ref 


ae; Syntroph 
NR_029260.1 


m. 
ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref|NR_029085.1 

410506 412073 
e; Lactobacillu 
ref |NR_029062.1 


race 
ref 


ae; Roseomon 
NR_029061.1 


race 
ref 


ae; Roseomon 
NR_029042.1 


aceae; Pseudomon 
ref |NR_029028.1 
5 Marinobacter 
aceae; Marinobac 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref |NR_028838.1 


Devosia. 
NR_028727.1 


ae; 
ref 
aceae; Ruegeria. 
ref|NR_028725.1 
932436 934005 
e; Lactobacillu 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


, 


ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 
ref|NR_028009.1 
142608 114408 
bacterales; Rhod 


bR 


228717704 


ref|NR_027566.1 


Ss. 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Clostridium tetani 


5 Clostridium tetani Bacteria; 


Clostridium 
Clostridium 
stridium. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Lactobacillus 
Lactobacillus 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Devosia neptuniae 


’ 


4 Devosia neptuniae Bacteria; 


Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Lactobacillus 
Lactobacillus 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Sphingobium amiense 
acteria; Proteobacteria; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Nitrosomonas eutropha 


178919 1180416 Nitrosomonas eutropha C91 Bacteria; 


Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 


628834 Bacteria_16S 
16S ribosomal RNA, partial sequence 
Clostridiales; 
628834 Bacteria_16S 
hydrocarbonoclasticus strain VT8 16S ribosomal 
hydrocarbonoclasticus Bacteria; 


Clostridia; 


Marinobacter. 


628834 Bacteria_16S 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphapr 


Magnetospirillum. 


628834 Bacteria_16S 
diazotrophicus strain PAl 5 16S ribosomal RNA, 
diazotrophicus PAl 5 Bacteria; Proteobacteria; 


Gluconacetobacter. 


628834 Bacteria_16S 
cellulovorans strain 743B 16S ribosomal RNA, partial se 
cellulovorans 743B Bacteria; 
628834 Bacteria_16S 
hamburgensis strain X14 16S ribosomal RNA, partial sequ 
Proteobacteria; Alphaproteobacteria; 
628834 Bacteria_16S 
bermudensis HTCC2503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
628834 Bacteria_16S 
stenotrophicus strain 5SM22 16S ribosomal RNA, 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobac 


Bacteria; 


HTCC2503 Bacteria; 


Thalassobacter. 


628834 Bacteria_16S 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partia 
pacificensis Bacteria; 


Psychrobacter. 


628834 Bacteria_16S 


strain CMS 38 16S 


strain CMS 35 16S 


alexandrii strain 


Bacteria; 


canadensis strain 


Chromohalobacter. 


628834 Bacteria_16S 


strain DSM 20285 
Firmicutes; 


strain L1/68 16S 


Cystobacteraceae; 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


628834 Bacteria_16S 
strain KMM 3447 16S ribosomal 
Bacteria; 


extremorientalis 
extremorientalis 
Pseudomonas. 


628834 Bacteria_16S 
venustensis strain ISO04 16S ribosomal RNA, partial sequ 


Bacteria; 


Lactobacillales; 
628834 Bacteria_16S 


1266323 1266369 66 


1293368 1293410 70 


1340581 1340623 70 


1354362 1354404 70 


1357427 1357473 66 


Firmicutes; 


1366281 1366323 70 


1391939 1391981 70 


1445284 1445326 70 


1470938 1470980 70 


Proteobacteria; 


1643543 1643585 70 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
628834 Bacteria_16S 


1645104 1645146 70 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
628834 Bacteria_16S 
C116-18 16S ribosomal RNA, partial se 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteri 
628834 Bacteria_16S 
israelensis strain Bal 16S ribosomal RNA, partial seque 
Proteobacteria; Gammaproteobacteria; 
628834 Bacteria_16S 
ATCC 43984 16S ribosomal RNA, partial 
canadensis Bacteria; Proteobacteria; Gammaproteobacteri 


1829222 1829264 70 


1864246 1864288 70 


1865828 1865870 70 


1918984 1919030 66 


1928162 1928204 70 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
628834 Bacteria_16S 
ferrugineus strain Cb fel8 16S ribosomal RNA, 
ferrugineus Bacteria; 


1987660 1987702 70 


Proteobacteria; 


Cystobacter. 
628834 Bacteria_16S 
strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteo 


2114237 2114279 70 


2220251 2220293 70 


2264526 2264568 70 


Proteobacteria; Gammaproteobacteria; 
628834 Bacteria_16S 
strain LBB1 16S ribosomal RNA, partial sequence 


2341666 2341708 70 


Proteobacteria; 


Clostridia; Cl 


Gammaproteobacte 


Proteobacteria; 


112 gi 
Clostridium. 
112 gi 
RNA, par 
Gammapr 


112 gi 


112 gi 
partial 
Alphapro 


112 gi 
112 gi 
Rhizobia 


112 gi 


112 gi 
partial 


112 gi 


112 gi 


112 gi 


16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; 


1642082 16435 


1643643 16451 


219846539 


228716433 


228721340 
sequence 


228720330 
sequence 
teobacteria; 


228720131 
quence 

ostridiales; 
228719040 


les; 
228716336 


224581424 
sequence 
teria; 


224581406 
1 sequence 


ria; 


219878448 


219878447 


ref 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridiaceae; 
ref 
tial sequence 
oteobacteria; 


ref = 
1339181 134062 
oteobacteria; 


1352934 135441 
Rhodospirillales; 


1356004 135748 


ence 1364867 1366328 Nitrob 
Bradyrhiz 
ref 
e 1390541 1391995 Parvul 
Parvularculal 
ref 

1443876 144534 
Rhodoba 


ref 
1469465 147099 
Pseudomon 


ref 
92 Pseudomonas meridiana Bacteria; 
seudomonadaceae; Pseudomonas. 
ref 


53 Pseudomonas antarctica Bacteria; 


NR_026131.1 


NR_027551.1 
129190 

NR_027605.1 

Rhodospirill 


NR_027591.1 


NR_027589.1 


lostridiacea 
NR_027578.1 


obiaceae; Ni 
NR_027550.1 


es; Parvular 
NR_027205.1 


cterales; Rh 
NR_027187.1 
Mora 


adales; 


NR_025587.1 


NR_025586.1 


Alteromonadales; 


Clostridium grantii Al 


Marinobacter 
4 1293412 Marinobacter 
Alteromonadaceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Gluconacetobacter 
8 Gluconacetobacter 
Acetobacteraceae; 


Clostridium 

9 Clostridium 

e; Clostridium. 
Nitrobacter 

acter hamburgensis X14 

trobacter. 
Parvularcula 

arcula bermudensis 

culaceae; Parvularcula. 
Thalassobacter 

0 Thalassobacter 

odobacteraceae; 


Psychrobacter 
0 Psychrobacter 


xellaceae; 


Pseudomonas meridiana 


Pseudomonas antarctica 


seudomonadaceae; Pseudomonas. 
112 gi|219878317|ref|NR_025456.1| Oceanicaulis 
quence 1827843 1829266 Oceanicaulis 
a; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
112 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
nce 1862771 1864302 Chromohalobacter israelensis 
Oceanospirillales; Halomonadaceae; Chromohalobacter. 
112 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
sequence 1864353 1865884 Chromohalobacter 
a; Oceanospirillales; Halomonadaceae; 
TT gi| 219878249 |ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 
Pediococcus. 
112 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
1926697 1928210 Ignatzschineria larvae Bacteria; 
anthomonadaceae; Ignatzschineria. 
112 gi|219878204|ref|NR_025343.1| Cystobacter 
complete sequence 1986193 1987709 Cystobacter 
Deltaproteobacteria; Myxococcales; Cystobacterineae; 
TT? gi|219857659|ref|NR_025248.1| Novosphingobium 
al sequence 2112812 2114292 Novosphingobium 
bacteria; Sphingomonadales; Sphingomonadaceae; 
112 gi|219857586|ref|NR_025174.1| Pseudomonas 
RNA, partial sequence 2218792 2220307 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
112 gi|219857557|ref|NR_025145.1| Alcanivorax 
ence 2263050 2264581 Alcanivorax venustensis 
Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
112 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 


2340265 2341721 Rhodobaca bogoriensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 


628834 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
628834 Bact 
strain CIP 105470 
Proteobacteria; 


628834 Bacteria_16 


strain CIP 105259 


Proteobacteria; 


628834 Bacteria_16 


strain CIP 105274 


Proteobacteria; 


628834 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; 


628834 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


628834 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


628834 Bacteria_16S 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


strain CFML 96-17 
Bacteria; Proteob 


628834 Bacteria_16S 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


strain CIP 105273 
Proteobacteria; G 


628834 Bacteria 16 


strain CIP 105460 
Bacteria; Proteob 


628834 Bacteria_16 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 


strain ACCC 19665 
Bacteria; Proteob 


628834 Bacteria_16 


strain ATCC 13522 
Bacteria; Proteob 


628834 Bacteria 16 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


strain ATCC 49968 
Bacteria; Proteob 


628834 Bacteria_16S 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaproteob 


carboxydohydrogen 
carboxydohydrogen 


628834 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


628834 Bacteria_16S 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


628834 Bacteria_16S 
train E-396 16S ribosomal RNA, 
acteria; Proteobacteria; Alphaproteobacteria; 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


628834 Bacteria_16S 
ain DSM 50332 16S ribosomal RNA, parti 
Gammaproteobact 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


628834 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


628834 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


628834 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


628834 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; 


eria_16 


2556440 2556482 70 
s 2558006 2558048 70 
s 2562632 2562674 70 


s 2571765 2571807 70 


2580886 2580928 70 


2582452 2582494 70 
16S ribosomal RNA, 


2584022 2584064 70 


2585591 2585633 70 


2596429 2596471 70 


s 2597995 2598037 70 


16S ribosomal RNA, 


s 2624150 2624192 70 


s 2854888 2854930 70 


s 2859571 2859613 70 


2861071 2861113 70 


2864173 2864215 70 


2865689 2865731 70 


2926916 2926958 70 


2973829 2973871 70 


teria; Proteobacteria; 
3004422 3004464 70 
DES11 16S ribosomal RNA, 


3119104 3119146 70 

n TF2 16S ribosomal RNA, 
acteria; 
3162868 3162910 70 
in EL-2 
eria; P 


3164336 3164378 70 
172 16S 


628834 Bacteria_16S 


3178104 3178146 70 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


8 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


complete sequence 
acteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


complete sequence 
acteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; 


6S ribosomal RNA, partial sequence 2862729 28642 
ammaproteobacteria; Pseudomonadales; P 


acteria; Alphaproteobacteria; 


Alphaproteobacteria; 
19 16S ribosomal RNA, partial s 


roteobacteria; Alphaproteobacte 


ribosomal RNA, partial sequenc 
Rhodobacterales; 


112 219857340 
25549 
Pseudomonadales; P 
gi| 219857339 


25565 


gi 


112 


112 219857336 


25611 


gi 


112 219857287 


25702 


gi 


112 219857281 


25794 


gi 


219857280 
25809 


112 gi 


Pseudomonadales; Pseudomonadaceae 
112 gi|219857279|ref|NR_024910.1 
25825 


ref 


seudomonadaceae; 


ref 


ref 


ref 


99 2571813 Ps 
seudomonadaceae; 


ref 


20 2580935 Ps 
seudomonadaceae; 


ref 


86 2582507 Ps 


NR_024928.1 


NR_024927.1 


Pseudomon 
NR_024924.1 


Pseudomon 
NR_024918.1 


Pseudomon 
NR_024912.1 


Pseudomon 
NR_024911.1 


Pseudomonas gessardii 


74 2556489 Pseudomonas gessardii 


Pseudomonas. 
Pseudomonas migulae 


40 2558055 Pseudomonas migulae Bacteria; 


seudomonadaceae; as. 


Pseudomonas mosselii 


68 2562680 Pseudomonas mosselii Bacteria; 


seudomonadaceae; as. 


Pseudomonas jessenii 


eudomonas jessenii Bacteria; 
as. 


Pseudomonas cedrina 


eudomonas cedrina Bacteria; 
as. 


Pseudomonas rhodesiae 


eudomonas rhodesiae 
, 


Pseudomonas. 
Pseudomonas monteilii 


58 2584074 Pseudomonas monteilii 


Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
112 gi|219857278|ref|NR_024909.1| Pseudomonas orientalis 
2584125 2585640 Pseudomonas orientalis 
Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
112 gi|219857271|ref|NR_024902.1| Pseudomonas mandelii 
2594961 2596478 Pseudomonas mandelii Bacteria; 
seudomonadaceae; Pseudomonas. 
112 gi|219857270|ref|NR_024901.1| Pseudomonas libanensis 
2596529 2598044 Pseudomonas libanensis 


Pseudomonadales; P 
112 gi|219857249|ref 
26227 
Rhizobiales; Phyllobac 
112 gi|219856888|ref 
28534 
Pseudomonadales; P 
112 gi| 219856885 |ref 


28581 


Pseudomonadales; Pseudomonadaceae; 
112 gi|219856884|ref|NR_024703.1 
artial sequence 285967 


acteria; 
219856882 


112 gi 


112 219856881 
sequence 


a; 


gi 


219856839 
e sequence 


112 gi 


complet 


112 219846941 
al sequenc 


eria; 


gi 


112 gi|219846921 
partial sequence 30029 
Rhodospirillales; 
112 gi| 219846843 
complete sequence 31176 
Rhodospirillales; 
112 gi|219846814 
equence 
ria; 
112 219846813 
e 31629 
Rhodobacter 
219846803 


gi 


112 gi 


seudomonadaceae; 


NR_024879.1 


Pseudomonas. 
Mesorhizobium amorphae 


31 2624203 Mesor 


teriaceae; 


NR_024707.1 


hizobium amorphae 
Mesorhizobium. 
Pseudomonas savastanoi 


33 2854934 Pseudomonas savastanoi 


seudomonadaceae; 


NR_024704.1 


Pseudomonas. 
Pseudomonas lundensis 


10 2859620 Pseudomonas lundensis 


Rhi 


ref 


ref 


2864276 28657 
Sphingomonadales; 


ref 


ref 


e 2972376 29738 
Pseudomo 


ref 


97 3004478 Glucon 
Acetobacteraceae 


ref 
80 3 


Acetobacteraceae 


ref 


Ww 


Rhodobacterales; 


ref 
613 


aceae; 


ref 


2925520 29269 
Rhodob 


zobiales; Br 
NR_024701.1 


Pseudomon 
NR_024700.1 
3 
Sphin 
NR_024658.1 
7 
acterales; 


NR_026533.1 
8 
nadales; Ps 


NR_026513.1 


NR_026435.1 
119160 Glucon 


NR_026406.1 
161511 316291 


NR_026405.1 
164378 Roseov 
Roseovar 
NR_026395.1 


Pseudomonas. 
Pseudomonas 
1 2861120 Pseudomonas 


adyrhizobiaceae. 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


seudomonadaceae; as. 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Pseudomonas 
5 Pseudomonas 


eudomonadaceae; 


Gluconacetobacter 
acetobacter europaeus 
; Gluconacetobacter. 
Gluconacetobacter 
acetobacter intermedius 
; Gluconacetobacter. 
Antarctobacter 
0 Antarctobacter 


Rhodobacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 


ius. 


Pseudomonas graminis 


strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


628834 Bacteria_16S 


strain DSM 10365 
Firmicutes; 


frateurii strain 


Gluconobacter. 


628834 Bacteria_16S 
hansenii strain NCIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


hansenii Bacteria; 
Gluconacetobacter. 


628834 Bacteria_16S 
liquefaciens strain IFO 12388 16S ribosomal RNA, partia 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacte 


Gluconacetobacter. 


628834 Bacteria_16S 


strain NCIB 8621, 
Bacteria; 


Acetobacter subgen. 
628834 Bacteria_16S 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
628834 Bacteria_16S 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacte 


Acetobacter. 


628834 Bacteria_16S 


strain NCTC 83785 
Bacteria; 


628834 Bacteria_16S 


strain DSM 50071 
Bacteria; 


628834 Bacteria_16S 
strain RB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


628834 Bacteria_16S 
strain B62 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
628834 Bacteria_16S 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 
628834 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


628834 Bacteria_16S 
oryzihabitans strain L-1 16S ribosomal RNA, 
oryzihabitans Bacteria; 


Pseudomonas. 


628834 Bacteria_16S 
tainanensis strain S1 16S ribosomal RNA, 


Bacteria; 


628834 Bacteria_16S 


delicatus strain 


Sulfitobacter. 


628834 Bacteria_16S 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
628834 Bacteria_16S 
proteolyticum strain CG 16S ribosomal RNA, partial sequ 
Firmicutes; 
628834 Bacteria_16S 
chartatabidum strain 163 16S ribosomal RNA, partial seq 
chartatabidum Bacteria; 
628834 Bacteria_16S 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partia 
beijerinckii Bacteria; 
628834 Bacteria_16S 
strain IP 2227 16S ribosomal RNA, partial sequence 
Clostridia; 


Bacteria; 


Firmicutes; 


3287092 3287138 66 
16S ribosomal RNA, partial sequence 3285670 32871 
Clostridia; 
628834 Bacteria_16S 3419311 3419353 70 
IFO 3264 16S ribosomal RNA, partial se 


frateurii Bacteria; Proteobacteria; Alphaproteobacteria 


3554078 3554120 70 


3555611 3555653 70 


3570736 3570778 70 
DSM 3508 16S ribosomal RNA, partial s 


Proteobacteria; Alphaproteobacteria; Rhodospi 
Acetobacter. 
3575282 3575324 70 112 gi 


3592092 3592134 70 


3628265 3628307 70 
16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Neisseria 
3629854 3629896 70 
16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
3782029 3782071 70 


3810651 3810693 70 


3876050 3876092 70 


3893111 3893153 70 
strain DSM 735 16S ribosomal 
Bacteria; 


3906863 3906905 70 


4101687 4101729 70 
Proteobacteria; Betaproteobacteria; Neisseria 
4167551 4167593 70 
KMM 3584 16S ribosomal RNA, partial se 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria 


4169033 4169075 70 


182014 182059 66 
Clostridia; 
198829 198874 67 
211352 211397 67 


Firmicutes; 
212910 212955 67 


112 gi 


Clostridiales; Clostridiaceae; 
112 gi 


112 gi 


112 gi 


112 gi 


112 gi 


112 gi 
complete sequence 


112 gi 
complete sequence 

Pseudomo 
112 gi 


112 
complete sequence 


gi 


112 gi 


112 gi 
RNA, com 
Proteobacteria; Gammaproteo 
112 gi 
complete se 
Proteobacteria; Gammaproteobact 
112 gi 
complete seque 


112 gi 


112 gi 


111 gi 


Clostr 
gi 


Clostridiales; 
112 


Clostri 
gi 


Firmicutes; Clostridia; 


112 


Clostridia; Clostrid 
112 gi 


cl 


qu 


v 


qu 


1 
ri 


eq 
ri 


Ac 


s 
aa 8 


le 


na 


ke 


se 


er 


pl 
ba 


qu 
er 


ne 
le 


qu 


v 


219846730 


219846632 


219846541 


Rhodospir 


219846540 


219846529 


219846526 


219846515 


219846487 


219846486 


219846376 
3780594 37820 


219846356 
3809177 38107 


219846312 


219846300 


219846291 


219846152 


219846102 


ostridiu 
ence 


Rhodospi 


ence 


sequence 
a; Rhodo 


uence 
llales; 


etobacte 
equence 
a; Rhodo 
36267 
s; Neiss 
36283 


dales; P 


ttsiacea 


udomonad 


iaceae; 


ete sequ 
cteria; 


ence 


ia; Pseu 


e 41002 
s; Neiss 


ence 
Rhodobac 


ho 


en 
id 
ue 
di 


1 
ia 


Clostridiales; Clostridiaceae; 


219846101 


265678942 


265678931 


265678922 


265678921 


dobacter 


ce 18057 
iaceae; 


nce 

ales; Cl 
sequence 
les; Clo 


ref |NR_026322.1 
40 Clostridium pascui Bacteria; 
m. 
ref|NR_026224.1] Gluconobacter 
3417892 3419367 Gluconobacter 
rillales; Acetobacteraceae; 


ref |NR_026133.1 


illales; Acetobacteraceae; 


Acetobacteraceae; 


Acetobacteraceae; Acetobacter; 
ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconobacter. 
ref|NR_026107.1] Acetobacter 
3590670 3592148 Acetobacter 
spirillales; Acetobacteraceae; 


ref|NR_026079.1 
80 3628323 Neisseria gonorrhoeae 
eriaceae; Neisseria. 
ref|NR_026078.1 
74 3629910 Pseudomonas aeruginosa 
seudomonadaceae; Pseudomonas. 
ref|NR_025967.1 
84 Rickettsia honei Bacteria; 
e; Rickettsieae; Rickettsia; 
ref |NR_025947.1 
aceae; Pseudomonas. 
ref |NR_025902.1 
01 Neisseria weaveri Bacteria; 
Neisseria. 
ref|NR_025890.1 
ence 
Oceanospirillales; 


Halomonas 


ref|NR_025881.1] Pseudomonas 
3905392 3906918 Pseudomonas 
domonadales; Pseudomonadaceae; 
ref|NR_025742.1| Chitinibacter 
eriaceae; Chitinibacter. 
ref|NR_025692.1| Sulfitobacter 
166170 4167598 Sulfitobacter 


rs 


terales; Rhodobacteraceae; 
ref|NR_025691.1| Sulfitobacter dubius 
78 Sulfitobacter dubius Bacteria; 
aceae; Sulfitobacter. 
ref|NR_029250.1| Clostridium 
4 182073 Clostridium proteolyticum 
Clostridium. 
ref |NR_029239.1| Clostridium 

197405 198934 Clostridium 


ostridiaceae; Clostridium. 

ref |NR_029230.1| Clostridium 
209908 211410 Clostridium 

stridiaceae; Clostridium. 


ref|NR_029229.1 


Clostridium pascui 


a Gluconacetobacter 
3552654 3554134 Gluconacetobacter 


Gluconacetobacter 
3554185 3555667 Gluconacetobacter 


Acetobacter aceti 
3569313 3570792 Acetobacter aceti 


Gluconobacter oxydans 
oxydans Bacteria; 


Neisseria gonorrhoeae 


Pseudomonas aeruginosa 


Rickettsia honei 
spotted 


Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 


Neisseria weaveri 
3891636 3893166 Halomonas 


Halomonadaceae; 


22 4101735 Chitinibacter tainanensis 


Clostridium baratii 
211461 212968 Clostridium baratii Bacteria; 
Clostridium. 


628834 Bacteria_16S 432090 432131 70 111 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

628834 Bacteria_16S 742471 742512 70 111 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

628834 Bacteria_16S 759771 759812 70 111 gi|265678540|ref|NR_028844.1| Alysiella filiformis 


strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 
628834 Bacteria_16S 843894 843935 70 111 gi|265678484|ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 


rhizobiace 
265678356 
sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
628834 Bacteria_16S 1033659 1033704 66 111 gi 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial 


ae; Bosea. 
ref|NR_028658.1 
1032165 103372 


Lactobacillus 
0 Lactobacillus 


satsumensis Bacte 


628834 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


628834 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


628834 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


628834 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


628834 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


628834 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


628834 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


628834 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


628834 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


628834 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


628834 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


628834 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


628834 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


628834 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


628834 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


628834 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


628834 Bacteria_16S 


ria; Firmicutes; 


Lactobacillales; 


Lact 


obacillaceae; 


Lactobacillu 


Ss. 


1641981 1642022 70 LLY gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


1707683 1707728 67 112 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1982923 1982964 70 111 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
1984508 1984549 70 111 


gi 


Sora 
gi 
Proteobacteria; 


ria; Deltaproteobacter 


1986092 1986133 70 111 


gi 
ia; Proteobacteria; Deltaproteobacteri 


2108184 2108225 70 111 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


2303882 2303923 70 111 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2322209 2322250 70 111 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323761 2323802 70 111 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
3026876 3026961 26 111 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 
3711873 3711918 67 112 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3720843 3720888 67 112 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 
4170609 4170650 70 111 gi 


822513 822553 70 110 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
854255 854339 9 92 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


gi 


1611694 1611734 72 112 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


3238832 3238900 41 108 gi 


n Sy t2 16S ribosomal RNA, partial seq 


Cm al4 16S ribosomal RNA, partial seq 


uence 
a; 


eq 
ri 


cl 


ngiineae; 


ue 
ia 


nce 


’ 


ue 
a; 


nce 


et 


eria; 


ce 2302 
dales; 


en 
na 


2320 
se 


2322 


nadales; 


3025 


terales; 


3710 
cl 


cl 


quence 
ria; 


uence 
ia; 


glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 


219878449 
Pseud 


219878403 
1706248 17077 
ostridiu 
219878207 
1981436 19829 


219878206 
Myxoco 
219878205 
Myxococ 
219878115 
e sequen 


Pseu 


219857528 


219857515 


udomonad 
219857514 


219846906 


219846429 


ostridiu 
219846422 
3719395 37209 
ostridiu 
219846100 
6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alteromonad 
265678498 
821061 82256 
seudomonad 
265678477 


Desul 
219878469 
Rhodob 


219846762 


ref|NR_025588.1 
1640520 164203 
omonadales; Pseu 


Pseudomonas 
1 Pseudomonas 
domonadaceae; 


ref|NR_025542.1| Clostridium diolis 
30 Clostridium diolis Bacteria; 

m. 
ref|NR_025346.1| Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025345.1] Chondromyces 

1983024 1984558 Chondromyces 

ccales; Sorangiineae; Polyangiaceae; 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Clostridium septicum 
idium septicum Bacteria; 


ref|NR_025116.1 
404 2303932 Marino 
Alteromonadaceae; 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref |NR_026020.1 
25 3711931 Clostr 
m. 
ref|NR_026013.1| Clostridium chauvoei 
01 Clostridium chauvoei Bacteria; 

m. 


ref|NR_025690.1 


7 


3 
P 


5 
€ 


4 


Marinobacter excellens 
64 Marinobacter excellens Bacteria; 
aceae; Marinobacter. 
ref|NR_028801.1| Pseudomonas indica 
9 Pseudomonas indica Bacteria; 
aceae; Pseudomonas. 
ref|NR_028780.1] Desulforegula 

852834 854357 Desulforegula 
fobacterales; Desulfobacteraceae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref |NR_026354.1| Desulfofustis 
3237371 3238917 Desulfofustis 


glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfofustis. 


628834 Bacteria_16S 


metallireducens Bacteria; 


Geobacter. 


628834 Bacteria_16S 


628834 Bacteria_16S 


628834 Bacteria_16S 


strain USDA 9030 


628834 Bacteria_16S 


stanieri Bacteria 
Marinobacterium. 


628834 Bacteria_16S 


strain LMG 2142 1 


Proteobacteria; Alphaproteobacteria; 


628834 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


628834 Bacteria_16S 


strain KPA 16S ri 


Firmicutes; Lacto 


628834 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


628834 Bacteria_16S 


strain 6VI 16S ri 


Firmicutes; Clost 


628834 Bacteria_16S 


asymbiotica subsp 


Enterobacteriales 


628834 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


628834 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


628834 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


628834 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


628834 Bacteria_16S 


3886902 3886954 53 105 gi| 219846305 |ref|NR_025895.1| Geobacter 

metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 

384233 384275 70 112 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

385814 385856 70 112 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

1504057 1504144 26 112 gi|219846475|ref|NR_026067.1| Rhizobium tropici 

16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

2867256 2867298 70 112 gi|219856880|ref|NR_024699.1| Marinobacterium 

stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

3262823 3262865 70 112 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 

6S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

17969 18015 66 112 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

95152 95198 66 112 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
bosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

165375 165421 66 112 gi|265678953|ref|NR_029261.1| Lactobacillus 
strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

183557 183599 70 112 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
bosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

401156 401198 70 112 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
» australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 

Photorhabdus asymbiotica subsp. australis Bacteria; Proteobacteria; Gammaproteobacteria; 
; Enterobacteriaceae; Photorhabdus. 

413611 413657 66 112 gi|265678779|ref|NR_029084.1| Lactobacillus 
Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

415219 415261 70 112 gi| 265678778 |ref|NR_029083.1]| Lactobacillus 

Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

446018 446056 70 108 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
ain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

504263 504304 70 111 gi|265678716|ref|NR_029021.1]| Loktanella 
ain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

517888 517930 70 112 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
» thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


luminescens subsp 


Photorhabdus luminescens subsp. thracen 
Enterobacteriaceae; 
519453 519495 70 


Enterobacteriales 


v 
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luminescens subsp 
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e; 


628834 Bacteria_16S 
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628834 Bacteria_16S 
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a; 


628834 Bacteria_16S 
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» kayaii strain 1121 16S ribosomal 
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Photorhabdus. 

537753 537795 70 
osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
551589 551635 66 
ain KU-3 16S ribosomal RNA, partial se 

Firmicutes; 
612015 612061 66 
TMW 1.80 16S ribosomal RNA, 


Firmicutes; 


663591 663633 70 
strain 279-56 16S ribosomal RNA, partial sequence 


Photorhabdus. 
112 gi 
RNA 


112 gi 


112 gi 
Lactobacillales; La 
112 gi 
complete s 


Lactobacillales; Lactob 


Gammaproteoba 


536318 53780 


265678706 


, complete 


265678694 
2 
tiliaceae; 
265678685 
quence 
ctobacilla 
265678644 
equence 
acillaceae 


’ 


112 gi 


265678607 


ref 
seq 
cter 


ref 


Caminibacter. 
ref 


ceae 


ref 


ref 
662137 663647 Enterobacter cloacae Bacteria; 


NR_029011.1 
uence 517982 
ia; Enteroba 


NR_028999.1 
Caminibacter 


NR_028990.1 
550095 551652 

; Lactobacil 
NR_028949.1 
610536 612079 
Lactobacillus. 


sis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Caminibacter profundus 


profundus Bacteria; 


Lactobacillus 
Lactobacillus 
lus. 
Lactobacillus 
Lactobacillus 


NR_028912.1 


Enterobacter cloacae 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


cloacae complex. 


628834 Bacteria_16S 


warmboldiae strain NSW 326 


warmboldiae Bacte 
Buttiauxella. 
628834 Bacteria_16S 
strain XINach 16S 
Proteobacteria; 
628834 Bacteria_16S 
luminescens subsp. 


ria; 


Enterobacteriales; 
628834 Bacteria_16S 
luminescens subsp. 


Enterobacteriales; 
628834 Bacteria_16S 
strain CDC 2970-5 
Bacteria; 
628834 Bacteria_16S 


Mi268 16S ribosomal RNA, partial sequence 
Weissella. 


Lactobacillales; 
628834 Bacteria_16S 
owensensis OL 16S 
Bacteria; Firmicutes; 
Sedis; Caldicellu 
628834 Bacteria_16S 
strain TMW 1.666 


Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

628834 Bacteria_16S 1964698 1964740 70 112 gi| 219878219 |ref|NR_025358.1 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 196474 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hy 
Thiobacillus. 

628834 Bacteria_16S 1995395 1995437 70 112 gi|219878199|ref|NR_025338.1 


strain DSM 12358 
Proteobacteria; 
628834 Bacteria_16S 


ferragutiae Bacte 
Buttiauxella. 

628834 Bacteria_16S 
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pantheris Bacteria; 
628834 Bacteria_16S 
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Pseudoalteromonas. 
628834 Bacteria_16S 
flavipulchra stra 


ria; 


Pseudoalteromonas. 
628834 Bacteria_16S 
strain ATCC49733 
Proteobacteria; 

628834 Bacteria_16S 


yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermo 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 
628834 Bacteria_16S 2440466 2440508 70 112 gi|219857428|ref|NR_025016.1 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 244052 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Met 
Methylobacter. 

628834 Bacteria_16S 2466272 2466318 66 112 gi| 219857406 |ref|NR_024994.1 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactob 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

628834 Bacteria_16S 2636315 2636357 70 112 gi|219857234|ref|NR_024862.1 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 2634842 2636362 Citrob 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
628834 Bacteria_16S 2674105 2674151 66 112 gi| 219857207 |ref|NR_024835.1 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 267416 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobaci 
628834 Bacteria_16S 2856458 2856500 70 112 gi| 219856887 |ref|NR_024706.1 
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losiruptor. 


16S ribosomal RNA, 


LMG 21017 16S ribosomal RNA, 
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112 
16S ribosomal RNA, partial sequence 2363042 23645 
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strain ATCC 12775 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 
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691014 692520 


ref |NR_028871.1 
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Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 
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4 Lactobacillus 
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Pseudomonas flectens 


2854985 2856506 Pseudomonas flectens Bacteria; 


ATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAAAAGGTGTACGTGTACACTGTTGACGGTACTGTAAGAATA 
AGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGATGATAAGTCAGTG 
GTGAAAGTCTGCAGCTCAACTGTAGAATTGCCATTGATACTGTTGTTCTTGAGTGCTTGTGAAGTGGTTAGAATGAGTAGTGTAGCGGTGAAATGCATAGATATT 
ACTCAGAATACCGATTGCGAAGGCAGATCACTAACAATCCACTGACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACGCCGT 
AAACGATGGTTACTAGCTGTTTGGACTAATTGAGGTCTGAGTGGCTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCAGTTGACAGGGGTGGAAACACCTTT 
TTCTTCGGACAAATTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTTTGGTTAGTTACCAGC 
ATGTAATGATGGGGACTCTAGCCATACTGCCAGTGTAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACACACGTGCTA 
CATGGTAGGGACAGAGAGCAGCCACTTCGTGAGAAGGAGCGAATCTACAAACCCTATCACAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCG 
CTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCGGTCGCCGCA 
AGGAGCCGCCTAGGGTAAACTGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTCTTCTAGCGGCGGACGGGTGAGTAATGCT 
TAGGAATCTGCCTATTAGTGGGGGACAACATTCCGAAAGGAATGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTAATAGAT 
GAGCCTAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGAATGATCGGCCACACTGGGACTGAGACACGGCCA 
GACTCCTACGGAAGGCAGCAGTGGGGAATATGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAG 
CGAGGAGGAGGCTCTTAGGTTAATACCTTGAGATGGACGTTACTCGCAGAATAAGCACTGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCG 
TTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTGATTAAGTCGGATGTGAAATCCCTGAGCTTAACTTAGGAATTGCATTCGATACTGGTCAGCTAGA 
GTATGGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAACGCAGCCATCTGGCCTAATACTGACGCTGAGG 
TACGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGTCTACTAACCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGC 
GATAAGTAGACCGCCTGGGAAGTACGGCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGTGGAGCATGTGGTTTAATTCGATGCAACGCGAA 
AACCTTACCTGGTCTTGACATAATAAGAACTTTCCAGAGATGGATTGGTGCCTTCCGGAATTTACATCAAGTGTGCATGGCTGTCGTCAGCTCGTGTCGTAGATG 
TGGGTTAAGTCCGCAAGAGCGCAACCCTTTTCTTTATTTGCCAGCACTTCGGGTGGGAACTTTAAGGATACTGCCAGTGACAAACTGGAGGAAGCGGGGACGACG 
TCAAGTCATCATGGCCCTTACGACAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTA 
GTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTTTGTTGCACCAGAAGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTCTTCCAGCGGCGGACGGGT 
GAGTAATACTTAGGAATCTGCCTATTAGTGGGGGATAACGGCTCGAAAGGGTCGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTGTGACCTTGC 
GCTAATAGATGAGCCTAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTAAGAGGATGATCCGCCACACTGGGACTGA 
GACACGGCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATGGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTATGGTTGTAAA 
GCACTTTAAGCGAGGAGGAGGCTCCCGAGCTAATATCACGGGATGGACGTTACTCGCAGAATAAGCACCGGCTAACTTTGTGCCAGCAGCCGCGGTAATACAGAG 
GGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTTTTTAAGTCGGATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTG 
GGAAGCTAGAGTATGGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTGGCCTAATACT 
GACGCTGAGGTACGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCG 
CAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGTGGAGCATGTGGTTTAATTCGAT 
GCAACGCGAAGACCTTACCTGGCCTTGACATACTAAGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACTTAAATCAGGTGTGCATGGCTGTCGTCAGCTCGT 
GTCGTAGATGTGGGTTAAGTCCGCAAGAGCGCAACCCTTTTTCTTACTTGCCAGCATTTCGGATGGGAACTTTAAGGATACTGCCAGTGACAAACTGGAGGAAGC 
GGGGACGACGTCAAGTCATCATGGCCCTTACGGCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAA 
GCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTACTTCTAGCG 
GCGGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTT 
CGGACCTTGCGCTAATAGATGAGCCTAGTCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACA 
CTGGGACTGAGACACGGCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATGGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTT 
TGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTACTATACTAATACTCTGGTATGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGG 
TAATACAGAAGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTACGTAGGCGGCTTTTTAAGTCGGATGTGAAATCCCTGAGCTTAACTTAGGAATTGCA 
TTCGATACTGGGAAGCTAGAGTATGGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTG 
GCCTAATACTGACGCTGAGGTACGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGTCTACTAACCGTTGGGGCCTTTGAGGC 
TTTAGTGGCGCAGCTAACGCGATAAGTAAACCGCCTGGGGAGTACCGCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGTGGAGCATGTGGT 
TTAATTCGATGCAACGCGAAGACCTTACCTGGTCTTGACATAGTAAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTTACATCAGGTGTGCATGGCTGTC 
GTCAGCTCGTGTCGTAGATGTGGGTTAAGTCCGCAAGAGCGCAACCCTTTTCCTTATTTGCCAGCGGTTAAGCCGGGAACTTTAAGGATACTGCCAGTGACAAAC 
TGGAGGAAGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTA 
ATCTCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAATTTGTTGCACCAGAAGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNG 
TCTTCCAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCATTTAGTGGGGGACAACATTTCGAAAGGGATGCTAATACCGCATACGTCCTACGGGAGAAAGC 
AGGGGATCTTCGGACCTTGCGCTAAATGATGAGCCTAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGAATG 
ATCCCCCACACTGGGACTGAGACACGGCCAGACTCCTACGGAAGGCAGCAGTGGGGAATATGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAA 
GAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTACTTGATTAATACTTAGGTATGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCA 
GCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTGATTAAGTCGGATGTGAAATCCCTGAGCTTAACTT 
AGGAATTGCATTCGATACTGGTCAGCTAGAGTATGGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGG 
CAGCCATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGTCTACTAGCCGTTGGGG 
CCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAACCGTGG 
AACATGTGGTTTAATTCGATGCAACGCGNAANCCTTACCTGCCCTTAACATAGTAAGAACTTTCCAAAAATGGATTGGTGCCTTCGGGAACTTACATCAGGTGTG 
CATGGCTTCCGTCAGCTCGTGTCGTAAATGTGGGTTAAGTCCNGCAGAGCGCAACCCTTTTNCTTATTNGCAAGCGATAATGTCCGTAACTTTAAAGATACTGCC 
AGTGACAAACTGAAGAAAGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACCTAGCGA 
TAGGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNTTCTTGCAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACATTCCGAAAGGGATGCTAATACCGCATACGTCCTAC 
GGGAGAAAGCAGGGGCTCTTTAGACCTTGCGCTAATAGATGAGCCTAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTC 
TGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATGGACAATGGGGGGAACCCTGATCCAGCCATGCCG 
CGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGTGGGGAGGAGGCTTACCGGTTAATACCGGGCAATGGACGTTACCCACAGAATAAGCACCGGCTAA 
CTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGCGCGTAGGTGGCTAATTAAGTCAAATGTGAAATCCCCG 
AGCTTAACTTGGGAATTGCATTCGATACTGGTTGGCTAGAGTATGGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCG 
ATGGCGAAGGCAGCCATCTGGCCTAATACTGACACTGAGGTGCGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGTCTACTA 
GCCGTTGGGGGATTTGATCCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCGCAAGACTAAAACTCAAATAAATTGACGGGGGCCCGC 
ACAACCGTGAAGCATGTGGTTTAATTCGATCCAACGCGAAAGCCTTACCTGGCCTTGACATAGTAGAAACTTTCCAAAGATGAAAAGGTGCCTTCGGGAATCTAC 
ATCAGGTGTGCATGGCTTTCGTCAGCTCGTGTCGTAGATGTCGGTTAAGTCCGCAAGAGCGCACCCTTTTTCCTTACTTGCCAGCATTTCGGATGGGAACTTTAA 
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628834 Bacteria_16S 
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628834 Bacteria_16S 
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mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4214669 4214711 70 112 gi 
n KMM 520 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


112 gi 


4216224 4216266 70 112 gi 
ain KMM 3548 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


755155 755196 70 111 


gi 


valvarum strain MDA3079 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


628834 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


628834 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


628834 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


628834 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


628834 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


628834 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


628834 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


628834 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


628834 Bacteria_16S 


aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas 


628834 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


628834 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


strain Illinois 1 


acteria; Gammaproteobacteria; Cardioba 
1478464 1478509 66 111 gi 


bacillales; Lactobacillaceae; Lactobac 
1634438 1634479 70 111 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


2587169 2587210 70 111 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 

3079939 3079980 71 112 gi 


n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081515 3081556 71 112 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3083091 3083132 71 112 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


3380052 3380098 66 112 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


3589012 3589053 71 112 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
4053403 4053444 70 Lid gi 

3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


4179841 4179882 70 111 


gi 


ammaproteobacteria; Alteromonadales; S 
307075 307123 64 112 gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 


628834 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


628834 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


628834 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


628834 Bacteria_16S 


strain BAL-1 16S 


1973534 1973578 64 108 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3593578 3593659 32 112 gi 


gi 


ridia; Clostridiales; Clostridiaceae; 
11861 11896 77 112 gi 
rain 16910a 16S ribosomal RNA, complet 


cteria; Proteobacteria; Deltaproteobac 


131839 131874 63 98 
ribosomal RNA, complete sequence 


gi 


219846483 
al sequenc 
obacteria; 


219846189 


4045996 4047515 Vibri 


219846167 
uence 

les; Pepto 
219846150 


4103238 4104753 Vibri 


219846065 
equence 
ia; Altero 


v 


219846064 
1 sequence 
eria; Alte 


265678543 
ence 75371 
cteriales; 
219878440 


6S ribosomal RNA, partial sequence 1476987 14785 


illus. 
219878454 
equence 

; Aeromona 
219857277 
quence 
obacteria; 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 
equence 
eria; Desu 


219846663 
equence 
a; Desulfo 


219846517 
nce 35875 
ellales; D 
219846185 
nce 40519 
nadales; P 


219846094 


6S ribosomal RNA, partial sequence 4178357 41798 


hewanellac 
265678856 


plasmatace 
219878213 


1972100 19735 


Clostridiu 
219846513 


6S ribosomal RNA, partial sequence 3592199 35936 


Clostridiu 
265679056 
e sequence 
teria; Des 


265678975 


Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref 
oO ez 


NR_025779.1 
urae Bacteri 


ref|NR_025757.1 
4077655 407918 
coccaceae; Crypt 
ref|NR_025740.1 
o gallicus Bacte 


ref|NR_025655.1 
4213214 421471 
monadales; Pseud 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_024908.1 

2585691 258722 
Oceanospirillal 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_025775.1 
28 4053458 Pseudo 


seudoalteromonad 


ref|NR_025684.1 
eae; Shewanella. 
ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_025352.1 


m. 
ref|NR_026105.1 
m. 
ref |NR_029364.1 

10342 11910 
ulfovibrionales 


, 


ref|NR_029283.1 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Vibrio ezurae strain 
a; Proteobacteria; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 

Vibrio gallicus strain 
ria; Proteobacteria; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Lactobacillus spicheri 
spicheri Bacteria; 


Oceanisphaera 

9 Oceanisphaera 

aceae; Oceanisphaera. 
Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Desulfurella 

urella multipotens 
Desulfurella. 
Desulfurella 

urella propionica 
Desulfurella. 
Desulfurella 

4 Desulfurella 

ulfurellaceae; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Pseudoalteromonas 
alteromonas aliena 
aceae; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Neorickettsia risticii 
risticii Bacteria; 
a. 

Clostridium akagii 


91 Clostridium akagii Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Chrysiogenes arsenatis 


130392 131902 Chrysiogenes arsenatis Bacteria; 


628834 Bacteria _1 
strain SH 106 16S 
P 
628834 Bacteria 1 
thermoautotrophic 
thermoautotrophic 
Moorella group; M 
628834 Bacteria 1 
lavamentivorans s 
lavamentivorans B 


Planctomycetes; 


Parvibaculum. 


628834 Bacteria 1 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 
628834 Bacteria_16S 
psychrophila stra 
Proteob 
628834 Bacteria_16S 


Bacteria; 


lactoaceticus 6A 


6S 217504 217539 77 112 
ribosomal RNA, partial sequence 


gi 
21 
6S 333134 333169 63 98 gi 
a Bacteria; 
oorella. 

6S 382672 382755 26 108 gi 
train DS-1 16S ribosomal RNA, partial 


Firmicutes; Clostridia; 


6S 872723 872758 70 105 gi 


1089579 1089614 70 105 gi 


1302385 1302424 66 105 gi 
16S ribosomal RNA, partial sequence 13 


lanctomycetacia; Planctomycetales; Pla 


a strain JW 701/3 16S ribosomal RNA, c 
Th 


acteria; Proteobacteria; Alphaproteoba 


in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


265678918 
6053 21755 


265678839 


265678800 
sequence 
cteria; 


265678464 
sequence 
ria; Rhodo 


265678317 
ence 10881 
nadales; P 
219846639 
00923 13024 


nctomyceta 


omplete se 
ermoanaero 


Rh 


ref|NR_029226.1 


; Blastopir 
NR_029144.1 
ce 331642 
erales; The 


ceae 

ref 
quen 
bact 


ref|NR_029105.1 
381306 382756 
izobiales; Phyll 


ref|NR_028767.1 
871314 872760 
spirillales; Ace 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_026231.1 


r 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 
e 


llula. 

Moorella 

333194 Moorella 
moanaerobacteraceae; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

628834 Bacteria_16S 2508460 2508495 63 98 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

628834 Bacteria_16S 4077510 4077577 32 98 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

628834 Bacteria_16S 30256 30298 70 112 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

628834 Bacteria_16S 82955 82993 70 108 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

628834 Bacteria_16S 198886 198924 74 112 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

628834 Bacteria_16S 358566 358607 70 112 gi|265678816|ref|NR_029121.1| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

628834 Bacteria_16S 435251 435289 70 108 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

628834 Bacteria_16S 548408 548446 70 108 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


628834 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


Gammaproteobacter 


628834 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
628834 Bacteria_16S 966424 966462 70 108 gi| 265678401 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria 
Salinivibrio. 

628834 Bacteria_16S 994096 994134 60 98 gi| 265678382 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 99261 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadac 
628834 Bacteria_16S 1010797 1010835 70 108 gi| 265678371 


strain OK-1 16S r 
Proteobacteria; G 


628834 Bacteria_16S 


acteria; Proteobacteria; 


616688 616726 70 108 
bosomal RNA, complete sequence 


gi 


645665 645703 70 

complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
764296 764334 70 108 gi 
ribosomal RNA, partial sequence 


108 gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1064158 1064196 60 98 


gi 


train KMM 3635 16S ribosomal RNA, part 
Gammaproteoba 


615203 61674 
ammaproteobacteria; Vibrionales; Vibri 
628834 Bacteria_16S 


40M4T 16S ribosomal RNA, 644174 645732 Vibri 


762839 76433 


1009316 10108 
s 


ial sequen 
cteria; Al 


265678641 


onaceae; V 
265678621 


265678537 


hewanellac 


ce 546976 54845 
teromonadales; 


8 
P 
ref|NR_028946.1 
ibri 
ref 
o le 


oO. 
NR_028926.1 
ntus Bacteri 


ref|NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028703.1 
964933 966480 
Vibrionales; V 


v 


ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_028673.1 


eae; Shewanella 


265678335 


acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


Pseudoalteromonas 
seudoalteromonadaceae; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Vibrio lentus strain 
a; Proteobacteria; 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 

Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Shewanella algae 


53 Shewanella algae Bacteria; 


ref |NR_028637.1 
1062699 106423 


Alicyclobacillus 
1 Alicyclobacillus 


628834 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


628834 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; 


denitrificans str 
denitrificans OS2 
Shewanella. 


628834 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


628834 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


628834 Bacteria_16S 


strain 63 16S rib 
Proteobacteria; G 


628834 Bacteria_16S 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


628834 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


628834 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


628834 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


628834 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


628834 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


628834 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


628834 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


628834 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


628834 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


628834 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


628834 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


628834 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


halophilum strain 
halophilum Bacter 


G 
628834 Bacteria_16S 


G 
628834 Bacteria_16S 


A3 16S ribosomal RNA, partial sequence 


eria; 
628834 Bacteria_16S 


1160627 1160661 64 98 gi 
71 16S ribosomal RNA, partial sequence 11591 
Firmicutes; Clostridia; Clostridiales; 


7 Peptococ 
1343743 1343781 70 108 gi| 228721107 


228721485 


ammaproteobacteria; Alteromonadales; F 
1386093 1386131 70 108 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


228716834 
equence 


1412996 1413034 70 108 gi| 224581450 
S ribosomal RNA, partial sequence 1411537 14130 
ammaproteobacteria; Alteromonadales; P 
1754917 1754955 70 108 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


219878370 
equence 
ia; Altero 


, 


1756477 1756515 70 108 gi| 219878369 
6S ribosomal RNA, partial sequence 1755010 17565 
ammaproteobacteria; Oceanospirillales; H 
2092967 2093005 70 108 gi| 219878128 
osomal RNA, partial sequence 2091488 20930 
ammaproteobacteria; Alteromonadales; Shewanellac 
2117352 2117390 70 108 gi| 219857657 
DSM 6810 16S ribosomal RNA, partial sequence 

a; Proteobacteria; Gammaproteobacteria; Alteromo 
2259826 2259872 66 112 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2340154 2340192 66 104 gi 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2356861 2356910 63 112 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 

2413161 2413199 70 108 gi 
ain AML-D4 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


219857560 
22583 
occus. 

219857502 
quence 

diales; He 
219857490 
1 sequence 
obacteria; 


219857452 
sequence 
eria; Meth 


2414725 2414763 70 108 gi| 219857451 
S ribosomal RNA, partial sequence 2413261 24147 
ammaproteobacteria; Methylococcales; Methylococc 
2435896 2435942 66 112 gi| 219857431 
ain TMC4 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Clostridia; Clostridiales; Cl 
2528126 2528160 64 98 gi| 219857359 
in S1 16S ribosomal RNA, partial sequence 25266 
tes; Clostridia; Clostridiales; Peptococcaceae; 
2786679 2786717 60 98 gi| 219857126 
train DSM 4006 16S ribosomal RNA, partial sequen 
acteria; Firmicutes; Bacillales; Alicyclobacilla 
2961572 2961614 70 112 gi|219856816 
al RNA, partial sequence 2960112 2961625 Colwe 
ia; Alteromonadales; Colwelliaceae; Colwellia. 
3175023 3175057 64 98 gi| 219846805 
31735 
Clostridia; Thermoanaerobacterales; Thermoa 
3231053 3231123 29 98 gi|219846767 
16S ribosomal RNA, partial sequence 3229651 32311 
ridia; Clostridiales; Clostridiales Family XI. I 
3247896 3247930 64 98 gi| 219846756 
in DSM 10349 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Pep 
3654286 3654324 60 98 gi|219846469 
SEBR 3139 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Clostridia; Clostridiales; Pepto 


tes; 


628834 Bacteria_16S 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 


4003505 4003543 70 108 gi| 219846223 


somal RNA, partial sequence 1342254 1343799 Ferri: 
errimonada 


eobacteria 


seudoalter 


alomonad 


ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027602.1 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Ferrimonas balearica 
monas balearica DSM 9799 Bacteria; 
ceae; Ferrimonas. 

ref|NR_027556.1 
1384632 138613 
Alteromonadale 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


, 


ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 
ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 
monadales; Pseudoalteromonadaceae; 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas 
ref|NR_025267.1| Shewanella baltica 
18 Shewanella baltica Bacteria; 
eae; Shewanella. 
ref|NR_025246.1| Microbulbifer 
2115900 2117390 Microbulbifer 
nadales; Alteromonadaceae; 


ref|NR_025148.1 
45 2259880 Strept 


Streptococcus iniae 
ococcus iniae Bacteria; 


ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 
ref|NR_025078.1 
2355381 235691 


Desulfovibriona 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Desulfovibrio 
7 Desulfovibrio 
les; 


ref|NR_025040.1 
2411699 241321 
ylococcales; Met 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 
ref|NR_025019.1| Clostridium 

2434473 2435953 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_024947.1| Desulfotomaculum 
73 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref |NR_024635.1 
llia maris Bacte 


Alicyclobacillus 

5 Alicyclobacillus 
cillus. 

Colwellia maris strain 
ria; Proteobacteria; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Desulfotomaculum 

8 Desulfotomaculum 
ulfotomaculum. 
Desulfotomaculum 

2 Desulfotomaculum 


ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026348.1 
3246473 324794 
tococcaceae; Des 
ref |NR_026061.1 
3652827 365435 
coccaceae; Desulfotomaculum. 
ref |NR_025813.1| Photobacterium 


, 


40020 


46 4003543 Photobacterium lipolyticum 


Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


628834 Bacteria_ 


strain SW-120 16S 
G 


Proteobacteria; 
628834 Bacteria_ 


strain SW-117 16S 
G 


Proteobacteria; 
628834 Bacteria_ 
maritimus strain 
Bacteria; 
628834 Bacteria_ 
strain GB8-1 16S 
Firmicutes; 
628834 Bacteria_ 


strain PCL 16S ri 


Fusobacteria. 
628834 Bacteria_ 


strain H168 16S r 
Clost 


Firmicutes; 
628834 Bacteria_ 


strain Z 4493 16S 
Clost 


Firmicutes; 
628834 Bacteria_ 


strain M39 16S ri 
G 


Proteobacteria; 
628834 Bacteria_ 


strain BARC318 16 
Tenericutes; Moll 


628834 Bacteria_ 


strain 3S-1 16S r 
Bacil 


Firmicutes; 
628834 Bacteria_ 


strain SK-1 16S r 
Bacil 
628834 Bacteria_16S 
stercorarium subs 

Clostridium stercorarium subsp. 
Cc 
628834 Bacteria_16S 


Firmicutes; 


Clostridiaceae; 


strain DSM 12272 
Firmicutes; 


Firmicutes; 


Firmicutes; 


strain DSM 8239 1 
Firmicutes; 


paludosum strain 
paludosum Bacteri 


628834 Bacteria_16S 


stercorarium subs 


Proteob 


Clost 


Clost 
628834 Bacteria_16S 
frigidicarnis str 
frigidicarnis Bac 
628834 Bacteria_16S 
strain DS1 16S ri 
Clost 
628834 Bacteria_16S 
DSM 10228 16S rib 
Clost 
628834 Bacteria_16S 


Clost 
628834 Bacteria_16S 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
16S 788916 788953 70 107 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
16S 983083 983128 67 112 gi 
S ribosomal RNA, 
icutes; 
16S 


Entomoplasmatales; Entomoplasm 
1871921 1871954 65 98 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
16S 2267614 2267647 65 98 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2326717 2326750 65 98 gi 
leptospartum strain ATCC 35414 16S 


gi 


p- 


lostridium. 


2531180 2531213 67 100 gi 


ridia; Clostridiales; Clostridiaceae; 
2570213 2570246 67 100 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
3036130 3036163 67 100 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3265860 3265893 67 100 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3276416 3276497 18 98 gi 
ridia; Clostridiales; Eubacteriaceae; 
3279444 3279525 18 98 gi 


p- thermolacticum strain TX41 16S ribo 


631874 63335 
Acetobacte 


787469 78896 


complete sequence 981620 98314 


1870444 18719 


2266147 22676 


16S ribosomal RNA, partial sequence 2529733 25312 


di 


3034695 30361 
cl 


3264433 32658 
en 


6S ribosomal RNA, partial sequence 3275046 32765 
Ac 


DSM 8237 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Clostridiales; Eubact 
3582776 3582809 65 98 gi|219846521 


265678520 


ciricketts 
265678389 


ataceae; E 
219878287 


219857555 


219857512 
ribosomal 


219857357 


Clostridiu 
219857288 
sequence 

ales; Cl 
219846899 


ostridiu 
219846744 


ostridiu 
219846737 


etobacte 
219846735 


somal RNA, 


16S 4029217 4029255 70 108 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 4030767 4030805 70 108 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 4057880 4057918 70 108 gi|219846182|ref|NR_025772.1| Microbulbifer 

TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

16S 4086817 4086855 60 98 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 

ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 

ridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

16S 149957 150002 67 112 gi|265678963|ref|NR_029271.1| Clostridium rectum 

bosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 

16S 323763 323804 71 112 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 

ibosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 

ridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

16S 633256 633337 18 98 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 
rium. 
ref |NR_028824.1| Methylophaga alcalica 
2 Methylophaga alcalica Bacteria; 
iaceae; Methylophaga. 

ref|NR_028691.1| Entomoplasma freundtii 
1 Entomoplasma freundtii Bacteria; 
ntomoplasma. 
ref|NR_025426.1| Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


Clostridium 
uence 2325260 2326777 


ref 
RNA, 


NR_025100.1 
partial seq 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


ref|NR_024945.1| Clostridium gasigenes 
15 Clostridium gasigenes Bacteria; 


m. 
ref|NR_024919.1| Clostridium 

2568768 2570248 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 
m. 
ref |NR_026336.1| Clostridium vincentii 
96 Clostridium vincentii Bacteria; 
m. 
ref|NR_026329.1| Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref|NR_026113.1 
partial sequenc 


Acetobacterium 
2 Acetobacterium 
acterium. 
Clostridium 

e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; Clostridium. 

628834 Bacteria_16S 22584 22616 66 98 gi| 265679049 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionis 
628834 Bacteria_16S 31825 31857 66 98 gi| 265679043 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

628834 Bacteria_16S 40663 40695 66 98 gi| 265679037 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

628834 Bacteria_16S 52977 53009 66 98 gi| 265679029 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 


Firmicutes; Lacto 


bacillales; Enterococcaceae; 


Enterococcus. 


ref|NR_029357.1| Propionispira arboris 
Propionispira arboris Bacteria; 

pira. 

ref|NR_029351.1| Facklamia sourekii 
Facklamia sourekii Bacteria; 

ref |NR_029345.1| Staphylococcus 
40723 Staphylococcus condimenti 

ref|NR_029337.1| Enterococcus asini 
Enterococcus asini Bacteria; 


628834 Bacteria_16S 
strain SL-4 16S r 
Bacil 
628834 Bacteria_16S 


Firmicutes; 


strain V 5-2 16S 


ribosomal RNA, partial sequence 


101330 101362 66 98 gi| 265678996 |ref 
ibosomal RNA, complete sequence 99832 10139 
lales; Bacillaceae; Halobacillus. 

154632 154664 66 98 gi|265678960|ref 


153188 15467 


0 Halobacillus 


NR_029304. 


NR_029268. 


Halobacillus litoralis 


litoralis Bacteria; 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

628834 Bacteria_16S 205141 205173 66 98 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

628834 Bacteria_16S 219082 219117 77 112 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

628834 Bacteria_16S 232611 232655 67 xa te gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

628834 Bacteria_16S 322174 322206 66 98 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

628834 Bacteria_16S 376586 376618 66 98 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

628834 Bacteria_16S 393538 393574 66 102 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

628834 Bacteria_16S 424366 424398 66 98 gi|265678772|ref|NR_029077.1| Bacillus algicola 


strain F12 16S ri 


Firmicutes; Bacil 


628834 Bacteria_16S 
favisporus strain 
Firmicu 
628834 Bacteria_16S 


Bacteria; 


strain R 16089 16 
Firmicutes; Bacil 


628834 Bacteria_16S 


oligofermentans s 
oligofermentans B 


628834 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


628834 Bacteria_16S 


contaminans strai 
contaminans Bacte 


628834 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


628834 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


628834 Bacteria_16S 
picturae strain R 


Bacteria; Firmicu 


628834 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


628834 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


628834 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


628834 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


628834 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


628834 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


628834 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


S ribosomal RNA, 
lales; Macrococcus. 

456866 456898 66 98 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 

498073 498105 66 98 gi 
M512/02/1 16S ribosomal RNA, partial 

ia; Firmicutes; Lactobacillales; Strep 
527089 527121 66 98 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
533143 533175 66 98 gi 
S ribosomal RNA, partial sequence 


ridia; Clostridiales; Veillonellaceae; 
607396 607428 66 98 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
627229 627273 67 111 gi 


uccinus strain AMG-D1 16S ribosomal RNA, 
succinus Bacteria; 


422881 42442 


complete sequence 452220 45376 


265678747 
equence 
Streptococ 
265678720 
sequence 
tococcacea 
265678701 
equence 
ae; Anoxyb 
265678697 
531745 53318 


lales; Bacillaceae; Bacillus. 
549981 550013 66 98 gi| 265678686 |ref 
ribosomal RNA, partial sequence 548509 55004 


Sporomusa 
265678647 
nce 
cillus. 
265678634 


433682 433714 66 98 gi|265678766|ref|NR_029071.1 
GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenib 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

453708 453740 66 98 gi| 265678752 |ref|NR_029057.1 


ref 


cace 
ref 


e; S 
ref 


acil 
ref 


ref 
60592 


ref 


455417 45692 


496622 49812 


525601 52714 


0 607435 Ocean 


NR_029052.1 
6 
ae; Streptoc 
NR_029025.1 
7 
treptococcus 
NR_029006.1 
1 
lus. 
NR_029002.1 


NR_028991.1 
NR_028952.1 


fo} 


NR_028939.1 


S ribosomal RNA, partial sequence 625776 62729 
obacteriales; Fusobacteriaceae; Ilyobacter. 
719518 719550 66 98 gi| 265678569 |ref|NR_028873.1 
n 123 16S ribosomal RNA, complete sequence 718019 719581 Virgib 
tes; Bacillales; Bacillaceae; Virgibacillus. 
773519 773551 66 98 gi|265678531|ref|NR_028835.1 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipe 
916929 916961 66 98 gi|265678434|ref|NR_028736.1 
n 1877 16S ribosomal RNA, partial sequence 915445 916988 Strept 
tes; Lactobacillales; Streptococcaceae; Streptococcus; Streptoco 
940097 940129 66 98 gi| 265678419 |ref|NR_028721.1 
ribosomal RNA, complete sequence 938639 94015 
ridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
963367 963399 66 98 gi|265678403|ref|NR_028705.1 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
1019874 1019906 66 98 gi| 265678365 |ref|NR_028667.1 


complete se 
Firmicutes; 


5 Bacillus algicola Bacteria; 


Paenibacillus 
acillus favisporus 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Streptococcus 

Streptococcus 

occus. 
Streptococcus 
Streptococcus 
Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Oceanobacillus 
bacillus picturae 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Virgibacillus 
acillus marismortui 


Atopostipes 
Atopostipes 
s. 
Streptococcus 

ococcus intermedius 
ccus anginosus group. 
Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Enterococcus 
Enterococcus 


quence 
Bacillales; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 


628834 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


628834 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


628834 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 


metallireducens s 
metallireducens B 


628834 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


628834 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


628834 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


628834 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


628834 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


628834 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


628834 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


628834 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


628834 Bacteria_16S 


brockii subsp. la 


Thermoanerobacter brockii subsp. 


Thermoanaerobacte 


628834 Bacteria_16S 


papyrosolvens DSM 
2782 Bacteria; Fi 


628834 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


628834 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


628834 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


628834 Bacteria_16S 


strain LMG 21727 


Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
628834 Bacteria_16S 1690759 1690791 66 98 gi| 219878414 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 16892 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
628834 Bacteria_16S 1703189 1703221 66 98 gi|219878406 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 17017 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
628834 Bacteria_16S 1748829 1748861 66 98 gi| 219878375 


strain DSM 1672 1 
Firmicutes; Clost 


628834 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


628834 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


628834 Bacteria_16S 


1081942 1081974 66 98 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1221077 1221109 66 98 


gi 


gi 


bacillales; 
1245389 1245421 66 


Carnobacteriaceae; Allofus 
98 gi 


Clost 
gi 


acteria; Firmicutes; 
1272434 1272493 34 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1282703 1282747 67 111 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1314549 1314581 66 98 gi 
ockii strain HTD4 16S ribosomal RNA, 


Clostridia; 
92 


rales; Thermoanaerobacteraceae; Thermo 
1316129 1316161 66 98 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1342162 1342194 66 98 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1369458 1369494 66 102 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1436046 1436078 66 98 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1480038 1480070 66 98 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1507048 1507080 66 98 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; Thermo 
1578005 1578037 66 98 gi 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 
1584085 1584117 66 98 gi 


rales; 


Viridibacillus. 
98 gi 


lales; Planococcaceae; 
1585640 1585672 66 


Viridibacillus. 
98 gi 


lales; Planococcaceae; 
1587194 1587226 66 
osomal RNA, partial sequence 
laceae; Bacillus. 

1588753 1588785 66 


98 gi 


ridia; Clostridiales; Veillonellaceae; 


1753365 1753397 66 98 gi 


1080469 10819 


6S ribosomal RNA, partial sequence 1219617 12211 


1271016 1272493 Desul 


1281261 12827 
Entomoplasmataceae; 


16S ribosomal RNA, partial sequence 1582619 15841 


16S ribosomal RNA, partial sequence 1584175 15856 


1585730 15872 


16S ribosomal RNA, partial sequence 1587284 15887 


6S ribosomal RNA, partial sequence 1747351 17488 


16S ribosomal RNA, partial sequence 1751903 17534 


lales; Bacillaceae; Bacillus. 

1779021 1779053 66 98 gi| 219878351 
ain DSM 1355 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Paenibacillaceae; 

1780572 1780604 66 98 gi| 219878350 


265678322 


219878362 


tis. 

219857537 
1 sequence 
ridiales; 
219846399 


eae; Desul 
219846087 


E 
228718892 
partial se 


anaerobact 
228716557 
1 sequence 
laceae; Ba 
228721140 
nce 13406 
Peptococca 
228718692 
ence 13679 
ibrionales 
224581431 
ence 14345 
nibacillus 
219878381 
ete sequen 
ococcus. 

219846365 
somal RNA, 
Bacteria; 
anaerobact 
219846510 
ence 15765 
lostridiac 
219878489 


219878488 


219878487 


219878486 


Megamonas 
219878372 


ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 
ref|NR_025501.1| Allofustis seminis 


16 Allofustis seminis Bacteria; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Desulfonema magnum DSM 
cteria; Proteobacteria; 


ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_025990.1 
fonema magnum Ba 
fonema. 
ref|NR_025677.1 
49 Entomoplasma 


Entomoplasma somnilux 
somnilux Bacteria; 


ntomoplasma. 
ref|NR_027577.1| Thermoanaerobacter 
quence 1313094 1314606 


er. 
ref|NR_027552.1 

1314657 131617 
cillus. 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027213.1 
76 1436085 Paenib 
ref|NR_025520.1 
ce 1478573 148010 


Bacillus subtilis 
3 Bacillus subtilis 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 

Paenibacillus 
acillus antarcticus 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 

er. 
ref|NR_026102.1| Clostridium 

77 1578067 Clostridium papyrosolvens DSM 
eae; Clostridium. 

ref |NR_025628.1 
24 Viridibacillus 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


ref|NR_025627.1 
79 Viridibacillus 


Bacillus humi strain 
Bacteria; Firmicutes; 


ref |NR_025626.1 
33 Bacillus humi 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025553.1 
86 1690816 Planoc 


Planococcus 
occus rifietoensis 


Halobacillus 
cillus karajensis 


ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025514.1| Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 


agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 
ref|NR_025490.1| Paenibacillus 

1777548 1779056 Paenibacillus 
Paenibacillus. 
ref|NR_025489.1| Paenibacillus 


1779107 1780619 Paenibacillus 


628834 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


628834 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


628834 Bacteria_16S 


decolorationis st 
decolorationis Ba 


628834 Bacteria_16S 


necropolis strain 
necropolis Bacter 


628834 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


628834 Bacteria_16S 
S ribosomal RNA, partial sequence 
Fusobacteriaceae; 
1843093 1843125 66 
S ribosomal RNA, partial sequence 


strain VenChi2 16 
Fusobacteria; Fus 


628834 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


628834 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


628834 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


628834 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


628834 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


628834 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


628834 Bacteria_16S 
6S ribosomal RNA, partial sequence 1884339 18858 


strain DSM 3132 1 


1791048 1791080 66 98 gi|219878342|ref|NR_025481.1| Virgibacillus 
n LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
1801687 1801719 66 98 gi|219878335|ref|NR_025474.1| Paenibacillus 
IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
1803251 1803283 66 98 gi|219878334|ref|NR_025473.1| Bacillus 
rain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
cteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
1804819 1804851 66 98 gi|219878333|ref|NR_025472.1| Virgibacillus 
LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
ia; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
1824788 1824820 66 98 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
tes; Bacillales; Bacillaceae; Halobacillus. 
1832348 1832392 67 111 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 


obacteriales; 


98 gi 


1830898 18324 
Ilyoba 


1841624 18431 


cter. 
219878307 


ref 


NR_025446.1 
32 Bacillus halodurans Bacteria; 


07 Ilyobacter insuetus Bacteria; 


Bacillus halodurans 


lales; Bacillaceae; Bacillus. 

1855176 1855208 66 98 gi|219878298|ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

1858130 1858162 66 98 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
6S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
bacillales; Carnobacteriaceae; Trichococcus. 

1881087 1881119 66 98 gi|219878279|ref|NR_025418.1| Propionispora 

FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
ia; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

1882668 1882700 66 98 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
6S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

1884244 1884276 66 98 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
6S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

1885823 1885855 66 98 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

628834 Bacteria_16S 1909771 1909803 66 98 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

628834 Bacteria_16S 1912788 1912820 66 98 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

628834 Bacteria_16S 1941763 1941795 66 98 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

628834 Bacteria_16S 1943308 1943340 66 98 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

628834 Bacteria_16S 1975114 1975146 66 98 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

628834 Bacteria_16S 2033120 2033152 66 98 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

628834 Bacteria_16S 2040828 2040860 66 98 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

628834 Bacteria_16S 2048658 2048690 66 98 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

628834 Bacteria_16S 2050221 2050253 66 98 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

628834 Bacteria_16S 2051782 2051814 66 98 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

628834 Bacteria_16S 2096061 2096093 66 98 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 


strain SW-72 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


lales; Bacillaceae; 


Bacillus. 


2094597 2096103 Bacillus hwajinpoensis Bacteria; 


628834 Bacteria_16S 
strain P-1 16S ribosomal 
Clostridia; 
628834 Bacteria_16S 

strain TF-9 16S ribosoma 


Firmicutes; 


Firmicutes; Bacil 


628834 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


628834 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


628834 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


628834 Bacteria_16S 
daejeonensis stra 
daejeonensis Bact 
628834 Bacteria_16S 


kribbensis strain AM49 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
628834 Bacteria_16S 2382659 2382691 66 98 gi 


strain YKJ-10 16S 
Firmicutes; Bacil 


628834 Bacteria_16S 2399334 2399366 66 98 gi 
aquimarina strain SW28 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporo 
628834 Bacteria_16S 2432855 2432887 66 98 gi 
chinjuensis strain WN9 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
628834 Bacteria_16S 2445055 2445087 66 98 gi 


koreense strain JGO7 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Plano 
628834 Bacteria_16S 2449639 2449671 66 98 gi 


olivapovliticus s 
olivapovliticus B 


628834 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


628834 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


628834 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


628834 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


628834 Bacteria_16S 


campinasensis str 
campinasensis Bac 


628834 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


628834 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


628834 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


628834 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


628834 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


628834 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


628834 Bacteria_16S 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 


2109713 2109745 66 98 
RNA, partial sequence 
Clostridiales; Clostridiaceae; 
2115807 2115839 66 98 gi 

1 RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
2120412 2120444 66 98 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2124908 2124940 66 98 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2126464 2126496 66 98 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2226236 2226268 66 98 gi 
in AM141 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
2227797 2227829 66 98 gi 


gi 


gi 


gi 


gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2567231 2567263 66 98 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2590272 2590304 66 98 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2591850 2591882 66 98 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
2628809 2628841 66 


Enterococ 


98 gi 


in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2644089 2644121 66 98 gi 


ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 
2680177 2680209 66 98 gi 
ain IS40-3 16S ribosomal RNA, partial 

teria; Firmicutes; Bacillales; Bacilla 
2681719 2681751 66 98 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 

2697963 2697995 66 98 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2699517 2699549 66 98 gi 


laceae; Bacillus. 

2707153 2707185 66 98 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; 

2726733 2726765 66 98 

ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


Bacilla 
gi 


2698052 2699555 Ba 


219873437 


2108290 21097 
ostridium. 


cl 


219857658 


2114343 21158 


219857655 


2118933 21204 


219857652 


2123444 21249 


219857651|ref|NR_025240.1 
2125001 21265 
219857582 |ref|NR_025170.1 
quence 2224766 222627 
illaceae; Paenibacillus. 
219857581] ref|NR_025169.1 
nce 2226329 2227839 Paenib 
nibacillus. 
219857472 |ref|NR_025060.1 
2381197 23827 
219857461|ref|NR_025049.1 
nce 2397869 2399376 Sporos 
sarcina. 
219857436 |ref|NR_025024.1 
nce 2431410 2432897 Paenib 
nibacillus. 
219857423 |ref|NR_025011.1 
e 24435 
microbium. 
219857420|ref|NR_025008.1 
ial sequence 2448175 244968 
Carnobacteriaceae; Alkalib 
219857290|ref|NR_024921.1 
al sequence 2565759 256728 
idiales; Veillonellaceae; 
219857275|ref|NR_024906.1 
2588800 2590328 Entero 
cus. 
219857274|ref|NR_024905.1 
2590379 2591887 Entero 
cus. 
219857246|ref|NR_024876.1 
nce 2627322 2628862 Gracil 
acillus. 
219857229 |ref|NR_024857.1 
uence 2642624 264413 
cillaceae; Paenibacillus. 
219857203 |ref|NR_024831.1 
sequence 2678696 268021 
ceae; Lentibacillus. 
219857202 |ref|NR_024830.1 
1 sequence 2680270 268176 
Carnobacteriaceae; Alkalib 
219857190|ref|NR_024818.1 
equence 2696496 269800 
aceae; Anoxybacillus. 
219857189 |ref|NR_024817.1 
cillus asahii Bacte 
219857184] ref |NR_024812.1 
equence 2705678 270719 
les Family XII. Incertae S 
219857170|ref|NR_024798.1 


2725265 27267 


2870374 2870406 66 98 gi 


219856878 


ref |NR_026099.2 


ref|NR_025247.1 
ref 


NR_025244.1 


ref|NR_025241.1 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 


Sporosarcina 


Paenibacillus 


Planomicrobium 


92 2445097 Planomicrobium koreense 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Anaeromusa 
8 Anaeromusa 
Anaeromusa. 


Gracilibacillus 


Paenibacillus 
1 Paenibacillus 


Lentibacillus 
9 Lentibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii 
ria; Firmicutes; 


Exiguobacterium 
1 Exiguobacterium 


ref|NR_024697.1 


Bacillus 


2868896 2870426 Bacillus 


arcina aquimarina 


Clostridium aldrichii 
71 Clostridium aldrichii Bacteria; 


Planococcus maritimus 
49 Planococcus maritimus Bacteria; 


Halobacillus salinus 
54 Halobacillus salinus Bacteria; 


Bacillus aquimaris 
50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


acillus kribbensis 


Bacillus jeotgali 
01 Bacillus jeotgali Bacteria; 


acillus chinjuensis 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


ibacillus halotolerans 


strain 


edis; Exiguobacterium. 
Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 


628834 Bacteria_16S 


strain DSM11031 1 
Firmicutes; 


strain IFO15566 1 
Firmicutes; 


strain IFO15718 1 
Firmicutes; 
Bacillales; 


strain JCM9731 16 
Firmicutes; Bacil 


628834 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


628834 Bacteria_16S 
flavithermus stra 
flavithermus Bact 
628834 Bacteria_16S 
6S ribosomal RNA, partial sequence 2999867 30013 


strain DSM 3670 1 
Firmicutes; Bacil 


Bacil 
628834 Bacteria_16S 


Bacil 
628834 Bacteria_16S 
naganoensis strai 
naganoensis Bacte 
628834 Bacteria_16S 


Bacil 
628834 Bacteria_16S 
IFO15715 16S ribo 
Bacil 
628834 Bacteria_16S 


2871954 2871986 66 98 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2873532 2873564 66 98 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2875120 2875152 66 98 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2876696 2876728 66 98 gi 


gi 


gi 


Bacillus. 
98 


lales; Bacillaceae; 
2879844 2879876 66 gi 
laceae; Bacillus. 

2881409 2881441 66 98 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2882961 2882993 66 98 

S ribosomal RNA, partial sequence 


gi 


gi 


lales; Bacillaceae; Geobacillus. 


219856877 
2870477 28720 


219856876 
2872057 28735 


219856875 
s 
ba 
219856874 
6S ribosomal RNA, partial sequence 2875223 28767 


equence 
cillus. 


219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


219856871 
2879945 28814 


219856870 
2881499 28830 


ref|NR_024696.1| Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 


ref|NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


ref|NR_024694.1 
2873633 287517 


ref |NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 
ria; Firmicutes; 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024690.1| Bacillus carboniphilus 
48 Bacillus carboniphilus Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


lales; Bacillaceae; Bacillus. 
2999766 2999798 66 98 gi|219846924|ref|NR_026516.1| Anoxybacillus 
in DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
3001338 3001370 66 98 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


628834 Bacteria_16S 3028495 3028527 66 98 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
628834 Bacteria_16S 3048364 3048396 66 98 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

628834 Bacteria_16S 3141519 3141551 66 98 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

628834 Bacteria_16S 3143079 3143111 66 98 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

628834 Bacteria_16S 3155238 3155270 66 98 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

628834 Bacteria_16S 3181039 3181071 66 98 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

628834 Bacteria_16S 3303942 3303974 66 98 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 


strain DSM 5351 1 
Firmicutes; Bacil 


628834 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


628834 Bacteria_16S 


acetireducens str 
acetireducens Bac 


628834 Bacteria_16S 
6S ribosomal RNA, partial sequence 3528019 35294 


strain DSM 6736 1 


6S ribosomal RNA, 


complete sequence 3302462 33040 


04 Salinicoccus roseus Bacteria; 


lales; Salinicoccus. 

3323628 3323660 66 98 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
n JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
ria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
hermoanaerobacterium. 

3483874 3483919 65 110 gi| 219846587 |ref|NR_026179.1| Clostridium 
ain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3529455 3529487 67 99 gi|219846557|ref|NR_026149.1| Clostridium quinii 


95 Clostridium quinii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

628834 Bacteria_16S 3535480 3535512 66 98 gi|219846553|ref|NR_026145.1] Bacillus 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus 

628834 Bacteria_16S 3537047 3537079 66 98 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 


strain DSM 8723 1 
Firmicutes; Bacil 


628834 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


628834 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


628834 Bacteria_16S 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3538603 3538635 66 98 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3543301 3543333 66 98 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


gi 


3535585 35370 


219846551 
3537139 35386 


219846548 
3541838 35433 


3544857 3544889 66 98 gi 


219846547 


88 Bacillus mapalus Bacteria; 


ref|NR_026143.1| Bacillus gibsonii 
44 Bacillus gibsonii Bacteria; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 


strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


628834 Bacteria_16S 3546413 3546445 66 98 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 

DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 

Bacillales; Bacillaceae; Bacillus. 

628834 Bacteria_16S 3601345 3601377 66 98 gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum 

strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 

Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 

628834 Bacteria_16S 3723951 3723983 66 98 gi|219846419|ref|NR_026010.1| Bacillus 

sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 

sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

628834 Bacteria_16S 3830622 3830654 66 98 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 

ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

628834 Bacteria_16S 3853153 3853185 66 98 gi|219846327|ref|NR_025917.1| Acetivibrio 

cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 

cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

628834 Bacteria_16S 3872922 3872954 66 98 gi|219846314|ref|NR_025904.1| Gemella morbillorum 

strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

628834 Bacteria_16S 3874509 3874541 66 98 gi|219846313|ref|NR_025903.1| Gemella haemolysans 

strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 

Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

628834 Bacteria_16S 3882231 3882263 66 98 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 

thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 

thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 

Thermoanaerobacter. 

628834 Bacteria_16S 3883805 3883837 66 98 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 

brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

628834 Bacteria_16S 4106252 4106284 66 98 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 

strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 

Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

628834 Bacteria_16S 4119850 4119894 67 eal gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 

strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

628834 Bacteria_16S 4132051 4132083 66 98 gi|219846126|ref|NR_025716.1| Marinibacillus 

campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 

Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

628834 Bacteria_16S 4133623 4133655 66 98 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 

strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

628834 Bacteria_16S 4172185 4172217 66 98 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 

strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

628834 Bacteria_16S 4173713 4173745 66 98 gi|219846098|ref|NR_025688.1| Garciella 

nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 

nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

628834 Bacteria_16S 4210069 4210101 66 98 gi|219846069|ref|NR_025659.1| Lentibacillus 

salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

628834 Bacteria_16S 4222360 4222392 66 98 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 

JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 

Bacillales; Bacillaceae; Anaerobacillus. 

628834 Bacteria_16S 4243385 4243417 66 98 gi|219846040|ref|NR_025630.1| Streptococcus 

marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 

marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

628834 Bacteria_16S 24175 24210 63 98 gi|265679048|ref|NR_029356.1| Clostridium 

orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

628834 Bacteria_16S 93523 93566 55 98 gi|265679001|ref|NR_029309.1| Geovibrio 

ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 

ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

628834 Bacteria_16S 345384 345419 66 101 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 

strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

628834 Bacteria_16S 381217 381252 70 105 gi| 265678801 |ref|NR_029106.1| Lactobacillus 

delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 


Lactobacillus delbrueckii subsp. 
Lactobacillus. 
628834 Bacteria_16S 


543850 543893 55 


strain JR 16S ribosomal RNA, partial sequence 


Deferribacteres; Deferribacterales; 


indicus Bacteria; 


Firmicutes; 


98 gi| 265678690 


Deferriba 


Lactobacillales; 


Lactobacillaceae; 


ref|NR_028995.1 


cter. 


Deferribacter abyssi 


542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteraceae; 


GGATACTGCCAGTGACAAACTGGAGGAAGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCAGGGC TACACACGTGCTACAATGGTCGGTACAAAGGGTTGC 
TACACAGCGATGTGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAAT 
GCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNGTCTTGCATCGGCGGACGGGTGAGTAATACTTAGGAATCTGCCTATTAGTGGGGGACAACATCTCGAAAGGGATGCTAATACCGCA 
TACGTCCTACGGGAGAAAGCAGGGGATCTTTAGACCTTGCGCTAATAGATGAGCCTAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCT 
GTAGCGGGTCTGAGAGAATGATCCGCCACACTGGGACTGAGACACGGCCAGACTCCTACGGAAGGCAGCAGTGGGGAATATGGACAATGGGGGGAACCCTGATCC 
AGCCATGCCGCGTGTGTGAAGAAGGCCTTATGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTTCCTGGTTAATACCCAGGTATGGACGTTACTCGCAGAATAAG 
CACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGTAAAGCGCGCGTAGGCGGCCAATTAAGTCAAATGT 
GAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTGTTTGGCTAGAGTGTGGGAGAGGATGGTAGAATTCCAGTGTAGCGGTGAAATGCGTAGAGATCTGG 
AGGAATACCGATGGCGAAGGCAGCCATCTGGCCTAACACTGACGCTGAGGTGCGAAAGCATGGGGGAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACG 
ATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCGCAAGACTAAAACTCAAATGAATTGAC 
GGGGGCCCGCACAAGCGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGACCTTACCTGGCCTTGACATAGTAGAAACTTTCCAGAGATGGATTGGTGCCTTC 
GGGAATCTACATCAGGTGTGCATGGCTTTCGTCAGCTCGTGTCGTAGATGTGGGTTAAGTCCGCAAGAGCGCAACCCTTTTCCTTACTTGCCAGCATTTCGGATG 
GGAACTTTAAGGATACTGCCAGTGACAAAC TGGAGGAAGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCAGGGCTACACACGTGCTACAATGGTCGGTAC 
AAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGC 
GGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGTGCTTAACACATGCAAGTCGAACGGAAACGACGGAGCTTGCTCCGGGCGTCGAGTGGCGGACGGGTGAGTAAT 
GCATGGGAATCTGCCTTTTGCTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATAAGACCTGAGGGTGAAAGTGGGGGACCGTTAAGGCCTCACGGCAGA 
AGATGAGCCCATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCA 
CTTTCAGCAGGGAGGAAAGCATCATGGTTAACACCCATGGTAGTGACGTTACCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGCTACCTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGAAACTGG 
GCAGCTAGAGTATGAAAGAGGAAAGCGGAATTTCCAGTGTAGCAGTGAAATGCGTAGATATTGGAAGGAACACCGATGGCGAAGGCAGCTTTCTGGGTCGATACT 
GACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGCGTCGGGTTGTATAGACTCGGTGCCG 
CAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGAAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
ATGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGTTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTACTTGCCAGCACTTAGGGTGGGAACTGTAAGGAGACTGCCGGTGACAAGCC 
GGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGACGGTAGCGAAGCCGCGAGGTGGAGCC 
AATCTGAGAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCC 
CGGGTCTTGTACACACTGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACGAAAGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGT 
GAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGTTGGATCACCTCCTACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAG 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGAGCTTGCTCCGGGGATTAGTGGCGAACGGGTGAGTAACA 
CGTGAGTAACCTGCCCTGGACTCTGGGATAACCCCGAGAAATCGGAGCTAATACCGGATAGGACCTGGAACCGCATGGTTTTGGGTGGAAAGTTTTTCGGTCTGG 
GATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACG 
GCCCAGATTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTTAGTAGGGAAGAAGGGCTTCGGCTTGACGGTACCTGCGTAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCG 
GAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACATCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTGGAGTGCGGT 
AGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAA 
AGCGTGGGGAGCGAACAGGATTAGATACCCTGGTATTCCACGCCGTAAACATTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGTAGCTAACGCAT 
TAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAATCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAA 
GAACCTTACCAAGGCTTGACATAACCGAGAACGCCGCAGAAATGTGGAACTCTTTGGACACTCGGTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGTATGTTGCCAGCACGTAATGGTGGGAACTCATATGAGACTGCCGGGGTCAACTCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATGTCGTAAGGCGGAGCGAATCCCAAAAAG 
CCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGTGATTAGGACTAAGTC 
GTAACAAGGTAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGTTTGAACCTGGCTCAGATTGAACGCTGGCGGCATGCCTT 
ACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTTGTGGGGGATAACTAGTCGAA 
AGATTAGCTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGCAAGGCCTCGCGCAATAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAGG 
CCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGA 
CAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATGGCGCTGGTTAATACCCGGCGT 
TGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCG 
CAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGCTTGTGACTGCAAGGCTAGAGTGCGTCAGAGGGGGGTAGAATTCCACGTGT 
AGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGACGTGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCTTCAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTC 
GCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAC 
TAACGAAGCAGAGATGCATTAGGTGCCCGAAAGGGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCTTTAGTTGCTACGCAAGAGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATG 
GGTAGGGCTTCACACGTCATACAATGGTGCGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACGCATCGTAGTCCGGATCGTAGTCTGCAAC 
TCGACTACGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
TTGCCAGAAGTGGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCATG 
GCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCACGAGTACTTGTACTTGGTGGCGAGTGGCGAACGGGTGAGTAATGCATTGGAA 
CGTACCGAGTAGTGGGGGATAACTGTCCGAAAGGATAGCTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACTTTTAGGAGCCTCGCGCTATTTGAGCGGC 
CAATGTCTGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTC 
GGGGAAGAAAAGCGGATTGATAATACCAGTTCGTGATGACGGTACCCGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAG 
CGTTAATCGGAATTACTGGGCGTAAAGCGAGCGCAGACGGTTTGTTAAGTCAGATGTGAAATCCCCGAGCTCAACTTGGGAACGGCGTTTGAAACTGGCAAGCTA 
GAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATACTGACGTTC 
ATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGGCACTTGATGCCTTAGTAGCGTAGCT 
AACGCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCTGGTCTTGACATGTGCGGAAGGCTTTAGAGATAGAGCTGTGCCTTCGGGAACCGCAACACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGA 
AGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAACCGCGAGGTGGAGCCAATCCC 
AGAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTC 
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mamonadace 
265678624 


639529 64105 
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Deferr 


Tetrageno 


ref|NR_028748.1| Enterococcus avium 
6 Enterococcus avium Bacteria; 


ref|NR_028687.1| Citrobacter braakii 
5 Citrobacter braakii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_027535.1| Denitrovibrio 
65 1197080 Denitrovibrio acetiphilus DSM 
aceae; Denitrovibrio. 
ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 
Bartonella. 
ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 
Bartonella. 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024753.1 
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cillus. 
ref |NR_026043.1 
3677295 367884 
ibacteraceae; Deferribacter. 
ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref |NR_025887.1 
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coccus. 
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ref|NR_029247.1| Clostridium ramosum 
8 Clostridium ramosum Bacteria; 


Desulfonauticus 
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ceae; Desulfonauticus. 
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Alicyclobacillus 
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5 Deferribacter 


Tetragenococcus 
enococcus muriaticus 


Clostridium 
idium orbiscindens 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
206715 206749 70 104 gi| 265678926 |ref|NR_029234.1| Taylorella 
ain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
308655 308693 60 98 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
487278 487316 70 108 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 
499634 499672 60 98 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
SB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 


mamonadaceae; Hydrogenophaga. 
ref|NR_029023.1| Hydrogenophaga atypica 
6 Hydrogenophaga atypica Bacteria; 

ae; Hydrogenophaga. 

ref|NR_029001.1| Ottowia thiooxydans 

7 Ottowia thiooxydans Bacteria; 

ae; Ottowia. 
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nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1935800 193729 
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628834 Bacteria_16S 2039268 2039300 66 98 gi| 219878169 |ref|NR_025308.1 


strain LMG 12370 
Firmicutes; 


strain SW-47 16S 
Proteobacteria; 


strain KF46F 16S 
Proteobacteria; 


Firmicutes; 


628834 Bacteria_16S 


Bacil 
628834 Bacteria_ 


G 
628834 Bacteria_16S 


B 


16S 943177 943215 60 98 2 


gi 


16S 944740 944778 60 98 2 


gi 


16S 946303 946341 60 98 2 


gi 


16S 947867 947905 60 98 gi 
rain 2Kl 16S ribosomal RNA, partial se 


cteria; Proteobacteria; Betaproteobact 


2 


16S 949429 949467 60 98 


bosomal RNA, partial sequence 


gi|2 


16S 950994 951032 60 98 


bosomal RNA, partial sequence 


gi 


16S 1183397 1183427 68 98 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
16S 1237837 1237871 64 98 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
16S 1287356 1287386 68 98 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
16S 1481596 1481634 60 98 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


2 


16S 1526747 1526781 66 100 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Lactobacillaceae 
16S 1693874 1693904 68 98 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
16S 1701612 1701650 70 108 gi 
S ribosomal RNA, partial sequence 


’ 


16S 1742726 1742764 70 108 gi 


lales; Bacillaceae; Virgibacillus. 


ribosomal RNA, partial sequence 


2338605 2338643 66 104 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
2544170 2544208 60 98 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2545731 2545769 60 98 gi 


gi 


e; 


’ 


mamonada 


mamonada 


nce 
riales; 


quence 
eria; 


947973 949 
etaproteobacteria; Burkholderiales; Comamonada 


en 
sp 
219846053 
se 
co 
219878371 
qu 
ba 


219857499 


219878412 
equence 
ia 


ammaproteobacteria; Alteromonadales; Alt 


16S ribosomal RNA, partial sequence 2037802 20393 


16S 2102122 2102160 70 108 gi| 219878121 
ribosomal RNA, partial sequence 2100672 21021 
ammaproteobacteria; Alteromonadales; Alteromonad 

2305421 2305459 60 98 gi| 219857526 


2303983 23054 
etaproteobacteria; Burkholderiales; Coma 
628834 Bacteria_16S 
strain BG29 16S r 
Clost 
628834 Bacteria_16S 
palleronii strain 
palleronii Bacter 


219857503 
2337153 23386 


219857348 
s 


65678417 
941 


65678416 


65678415 


944 


65678414 


Bu 


65678413 


19878251 
ce 12363 
iraceae; 


quence 
ccus. 


ence 
cteria; 


15252 
Lactobac 


les; 


monadace 


Helioba 


equence 
Burkhold 


71 
ce 


ro 
ce 


84 
Comamo 


rkhold 


48 
ce 
265678412 
949535 95104 
etaproteobacteria; Burkholderiales; Comamonadace 
228717350 
quence 


dia; Clost 


Pep 
219878407 
1700153 17016 
eromonad 
219878379 


ref|NR_028719.1 
Comamonas. 
NR_028718.1 
phaga flava 
ae; Hydrogenoph 
ref|NR_028717.1 
6 946358 Hydro 
nadaceae; H 
ref|NR_028716.1 
946409 94792 
eriales; 


ae; 
ref 
geno 


ref|NR_028715.1 


Acidovorax. 
NR_028714.1 


ae; 
ref 


Acidovorax. 
NR_027562.1 
181973 118343 
ridiales; Eubac 
ref |NR_025390.1 
92 1237878 Paras 
Parasporobacte 
ref |NR_025643.1 

1285891 128739 


ae; 
ref 


b 


ref|NR_025510.1 

1480151 148165 
Burkholderiales; 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_025546.1 


acea 
ref 


e; Glaciecol 
NR_025518.1 


07 Virgibacillus 
ref |NR_025260.1 


acea 
ref 


e; Alteromon 
NR_025114.1 


Xenophilus. 
NR_025091.1 


ae; 
ref 


cterium. 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 


219857347 


4 943232 Comamo 


a 


g 
y 


2 
Comamonadaceae; 


t 


Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Parasporobacterium 


porobacterium paucivorans 
xr 


ium. 
Jeotgalicoccus 
6 Jeotgalicoccus 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Lactobacillus jensenii 
acillus jensenii 


Desulfosporosinus 

7 Desulfosporosinus 
ulfosporosinus. 
Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
a. 


Virgibacillus proomii 
proomii Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 


ref |NR_024935.1 


Acidovorax facilis 


strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


628834 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


628834 Bacteria_16S 


strain IAM 12409 
Proteobacteria; B 
saccharophila str 
saccharophila Bac 


628834 Bacteria_16S 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partia 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteri 
628834 Bacteria_16S 
halophilum strain DSM4771 16S ribosomal RNA, partial se 
halophilum Bacteria; Firmicutes; Bacillales; Bacillacea 
628834 Bacteria_16S 


collinoides strai 
collinoides Bacte 


628834 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


628834 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


628834 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


strain DSM 10020 
Firmicutes; Clost 


628834 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


628834 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


628834 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


628834 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


628834 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


628834 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


628834 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


628834 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


628834 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


628834 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


628834 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


628834 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


628834 Bacteria_16S 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 


2645617 2645655 60 98 gi 
S1 16S ribosomal RNA, partial sequenc 


2750390 2750428 60 98 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; 
2848650 2848688 60 


98 gi 


2850207 2850245 60 98 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; 
2862622 2862660 60 


98 gi 


2878280 2878310 68 98 gi 


2946620 2946665 66 112 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
3014951 3014989 60 98 gi 

ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3037656 3037686 70 100 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
3096561 3096599 70 108 gi 
n H 18 16S ribosomal RNA, partial sequ 
3232615 3232649 64 


98 gi 


ridia; Clostridiales; 
3235709 3235743 64 98 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3270330 3270368 60 98 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3274958 3274988 68 98 gi 
ridia; Clostridiales; Eubacteriaceae; 
3277986 3278016 68 98 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3281014 3281044 68 98 gi 


ridia; Clostridiales; Eubacteriaceae; 

3282533 3282563 68 98 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
3284057 3284087 68 98 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285582 3285612 68 98 gi 
ridia; Clostridiales; Eubacteriaceae; 
3447346 3447376 68 98 gi 


ridia; Clostridiales; Clostridiaceae; 
3590551 3590589 60 98 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
4082237 4082275 60 98 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
4193586 4193616 68 98 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
65056 65089 65 98 


Id 
gi 


Ba 
gi 


acteria; Betaproteobacteria; Burkholde 
628834 Bacteria_16S 


Betaproteobacte 


Betaproteobacte 


Clostrid 


acteria; Gammaproteobacteria; Aeromona 
628834 Bacteria_16S 


Clostrid 


2644 
ales; C 


e 
ri 


uence 
a; Burk 


eq 
ri. 


mamonadac 


sequence 
ia; Burk 


ri 
2 
1 sequenc 
a; Burkho 
quence 
e; Salimi 
uence 

acillac 


eq 
ob 


mamonadac 


s 
ia 


equence 
les; Cl 


ce 3095 
les; Su 


en 
da 


mily XI. 


ce 3234 
omonada 


en 
ph 


ptothrix. 


Eubacteri 


uence 
s; Euba 


eq 
le 


Acetobact 


s 
ia 


equence 
les; Eu 


ence 
Eubac 


qu 
es 


, 


Acetobact 


Clostridi 
nella. 


eo 


pidimonas 


4192 
cteroidac 


219857228 


219857154 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
etaproteobacteria; Burkholderiales; Co: 


628834 Bacteria_16S 219856891 


19856883 


219856873 


219856826 


219846914 


3013492 30150 


219846898 


219846858 


219846766 
16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fa 
219846764 


219846741 
3268876 32703 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


219846736 
219846734 
6S ribosomal RNA, partial sequence 3279583 32810 


219846733 
219846732 
219846731 


6S ribosomal RNA, partial sequence 3284145 32856 


219846612 
6S ribosomal RNA, partial sequence 3445905 34473 


219846516 
3589120 35906 


219846165 
4080799 40822 


219846080 


265679021 


ref |NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy 
ref |NR_024782.1 

2748935 275045 
olderiales; Coma 


1 
fo} 


h 


ref|NR_024711.1 


eae; Delftia. 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref |NR_024702.1 
2861171 286267 
deriales; Comamo 
ref|NR_024692.1 
2876799 287831 
robium. 
ref|NR_024645.1 
2945130 294667 
Lactobacillu 
NR_026506.1 


h 


e 
1 


Cc 


eae; 


ref 
eae; Acidovorax. 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref|NR_026450.1 
79 3096617 Rumino 
cinivibrionacea 
ref |NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026333.1 


fe} 


0 
c 


I 


2 
c 


ref |NR_026330.1 


um. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026326.1 


Cc 


rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 
3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


e 


b 


t 


rium. 
ref|NR_026204.1 


e 


um. 


ref|NR_026108.1 


ref|NR_025755.1 


ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides 


1 
e 


e: 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Salimicrobium 
5 Salimicrobium 


Lactobacillus 
8 Lactobacillus 
Ss. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Clostridium 
6 Clostridium 
stridium. 
Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Thermosyntropha 
syntropha lipolytica 
opha. 
Leptothrix mobilis 


v 


96 Leptothrix mobilis Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Bacteroides capillosus 
oides capillosus 


ref |NR_029329.1 
65117 Herbas 


Herbaspirillum 
pirillum seropedicae 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 


628834 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


628834 Bacteria_16S 
n ATCC 27768 16S ribosomal RNA, partia 
Clostridia; 


prausnitzii strai 
prausnitzii Bacte 


628834 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


628834 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


628834 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


628834 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; 


258692 258721 63 
6S ribosomal RNA, 
ridia; 
595375 595404 63 


Firmicutes; 
799620 799681 32 


ria; 


802777 802818 64 
eria; Firmicutes; 
1420581 1420613 66 


lales; Bacillaceae; 


1567388 1567421 65 


obacteriales; 
1568924 1568957 65 


92 


complete sequence 257219 25873 
Thermoanaerobacterales; 


92 


92 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysipelotrichac 
628834 Bacteria_16S 
in C21 16S ribosomal RNA, 
Clostridia; 


105 


complete sequence 
Clostridiales; 


98 


ribosomal RNA, partial sequence 
Bacillus. 


98 


ibosomal RNA, partial sequence 
Fusobacteriaceae; 


98 


ibosomal RNA, partial sequence 


Clostridiales; 


Leptotrichia. 


265678890 /ref 


gi 


265678656 
1 sequence 


gi ref 


gi| 265678513 
798207 79971 


ref 


eae; 


gi|265678511|ref 


Clo 


gi|224581445|ref 


1419106 14206 


gi|219846058 
1565947 15674 


ref 


gi|219846057 
1567482 15689 


ref 


593943 59540 
Ruminococcaceae; 


4 Turicibacter 
Turicibacte 


801287 80283 
stridiales Fami 


31 Leptotrichia 


NR_029198.1 
Moorell 
NR_028961.1 
4 
NR_028816.1 
NR_028814.1 
8 
1 


NR_027227.1 


NR_025648.1 


NR_025647.1 


a 


Fae 


Moorella glycerini 


1 Moorella glycerini Bacteria; 
Thermoanaerobacteraceae; 


group; Moorella. 
Faecalibacterium 
Faecalibacterium 
calibacterium. 
Turicibacter sanguinis 


sanguinis Bacteria; 


r. 
Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


67 Leptotrichia hofstadii Bacteria; 


Fusobacteriales; 
628834 Bacteria_16S 


Fusobacteriaceae; 


1972011 1972044 65 98 gi 


Leptotrichia. 
219878214 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 


frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalob 
Herbaspirillum. 
628834 Bacteria_16S 2845555 2845600 53 98 gi| 219856894 |ref|NR_024713.1 


CMN3 16S ribosoma 


Spirochaetales; 
huttiense strain 


Herbaspirillum. 


628834 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; 


2868799 2868832 65 98 gi| 219856879 |ref|NR_024698.1 
ATCC 14670 16S ribosomal RNA, partial sequence 2867356 286884 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobac 
3350972 3351005 65 98 gi|219846684|ref|NR_026276.1 

6S ribosomal RNA, partial sequence 3349528 33510 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimona 
3500617 3500662 67 112 gi|219846576|ref|NR_026168.1 


628834 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; 


strain DSM 6011 1 
Firmicutes; 


strain NCFB 2890 
Firmicutes; 


strain Co53T 16S 
Spirochaetes; 


Spirochaetales; 


1 RNA, partial sequence 


Fusobacteriaceae; 
3526351 3526384 65 98 gi 
Clostridiales; Clostridiaceae; Cl 
3527911 3527944 65 98 gi 
compl 
Firmicutes; Clostridia; 
3614963 3614995 66 98 gi 
Carnobacteriaceae; Alloiococ 
3760956 3761001 53 98 gi 
ribosomal RNA, partial sequence 
Spirochaetaceae; Borrelia. 


Cetobact 


et 
Clostridiales 
219846496 
16S ribosomal RNA, partial sequence 3613485 36150 
Lactobacillales; 
628834 Bacteria_16S 


2844116 2845615 Borre 
Spirochaetaceae; Borrelia; Borrelia burgd 
628834 Bacteria_16S 


16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriales; 
628834 Bacteria_16S 


ostri 


219846558 
e sequence 3526458 35279 


cus. 


219846392 
3759507 37610 


erium. 
219846559 
6S ribosomal RNA, partial sequence 3524935 35264 
Clostridia; 
628834 Bacteria_16S 
neopropionicum strain DSM 3847 16S ribosomal RNA, 
neopropionicum Bacteria; 
628834 Bacteria_16S 


ref|NR_025353.1 
1970584 197204 


lia 


73 Cetobacterium 


ref|NR_026151.1 
dium. 

ref|NR_026150.1 
6 
lostridiaceae; C 
ref|NR_026088.1 
09 Alloiococcus 


eC 


ref|NR_025983.1 


sinica Bacte 
orferi group. 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Borrelia sinica strain 
ria; Spirochaetes; 


Herbaspirillum 
5 Herbaspirillum 


teraceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Ss. 


Cetobacterium ceti 
ceti Bacteria; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 
8 Clostridium 
lostridium. 
Alloiococcus otitis 


otitis Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


628834 Bacteria_16S 4080674 4080735 51 112 gi|219846166|ref|NR_025756.1 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 40807 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
628834 Bacteria_16S 4136630 4136675 67 112 gi|219846123|ref|NR_025713.1 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 
628834 Bacteria_16S 4138196 4138241 67 112 gi|219846122|ref|NR_025712.1 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 41382 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
628834 Bacteria_16S 4141328 4141373 67 112 gi|219846120|ref|NR_025710.1 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 414138 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatace 
628834 Bacteria_16S 4142892 4142937 67 112 gi|219846119|ref|NR_025709.1 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 41429 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
628834 Bacteria_16S 4144458 4144503 67 112 gi|219846118|ref|NR_025708.1 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 41445 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
628834 Bacteria_16S 4146025 4146070 67 112 gi|219846117|ref|NR_025707.1 


leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 


leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; 


4144567 414608 


Spiroplasmataceae; 


Spiroplasma 
3 Spiroplasma 
Spiroplasma. 


628834 Bacteria_16S 4149139 4149200 51 112 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

628834 Bacteria_16S 4150710 4150755 67 112 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

628834 Bacteria_16S 4153704 4153749 67 112 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

628834 Bacteria_16S 4155269 4155314 67 112 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

628834 Bacteria_16S 4156835 4156880 67 it? gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

628834 Bacteria_16S 4159966 4160011 67 112 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

628834 Bacteria_16S 4161532 4161577 67 112 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
628834 Bacteria_16S 60543 60571 70 98 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

628834 Bacteria_16S 62091 62119 70 98 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

628834 Bacteria_16S 71092 71120 70 98 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

628834 Bacteria_16S 133432 133480 64 112 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

628834 Bacteria_16S 153083 153111 70 98 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

628834 Bacteria_16S 156204 156232 70 98 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

628834 Bacteria_16S 157760 157788 70 98 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

628834 Bacteria_16S 185126 185154 70 98 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

628834 Bacteria_16S 235664 235692 70 98 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

628834 Bacteria_16S 237300 237328 70 98 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

628834 Bacteria_16S 238882 238910 70 98 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
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Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 
onas mephitis Bacteria; 
s. 


ref |NR_025284.1 


Thauera terpenica 


2067059 2068542 Thauera terpenica Bacteria; 
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acidaminophilum B 


628834 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


628834 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


628834 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


628834 Bacteria_16S 


hibiscicola strai 


B 
628834 Bacteria_16S 
campinensis strai 
Proteob 
628834 Bacteria_16S 
strain Ll 16S rib 
Tenericutes; Moll 
628834 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
Proteob 
628834 Bacteria_16S 
acidaminiphila st 
acidaminiphila Ba 


B 
628834 Bacteria_16S 


B 
628834 Bacteria_16S 
caledonica strain 
caledonica Bacter 
628834 Bacteria_16S 


B 
628834 Bacteria_16S 


16S 2070041 2070069 70 98 
ribosomal RNA, partial sequence 


gi|219878144 
2068593 20700 
ocyclaceae 
219878143 
uence 
cillaceae; 
219878141 
ence 20732 
riales; Al 
219857631 
quence 
Rubrobacte 


16S 2071619 2071647 66 94 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
16S 2074676 2074704 70 98 gi 

54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2156551 2156579 70 98 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 
Rubrobacter. 
2185411 2185439 70 98 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


219857609 
quence 
ia; Xantho 


, 


2255214 2255242 70 98 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


219857563 
ence 22537 
idiales Fa 


2275273 2275301 70 98 gi| 219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Burkholderia 
2276807 2276835 70 98 gi| 219857549 
n WS2 16S ribosomal RNA, partial sequence 22753 
acteria; Betaproteobacteria; Burkholderiales; Bu 
2288881 2288925 67 111 gi| 219857540 
osomal RNA, partial sequence 2287434 22889 
icutes; Entomoplasmatales; Entomoplasmataceae; M 
2319066 2319094 70 98 gi| 219857517 
ence 23175 
nadales; X 
219857516 
sequence 
teria; Xan 


acteria; Gammaproteobacteria; Xanthomo 
2320658 2320686 70 98 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2331162 2331190 70 98 gi| 219857509 
ribosomal RNA, partial sequence 2329695 23312 
etaproteobacteria; Burkholderiales; Burkholderia 
2385695 2385723 70 98 gi| 219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
etaproteobacteria; Burkholderiales; Burkholderia 
2387221 2387249 70 98 gi| 219857469 
LMG 19076 16S ribosomal RNA, partial sequence 

ia; Proteobacteria; Betaproteobacteria; Burkhold 
2411594 2411622 70 98 gi| 219857453 
6S ribosomal RNA, partial sequence 2410156 24116 
etaproteobacteria; Burkholderiales; Tepidimonas. 
2499283 2499311 70 98 gi| 219857384 
ribosomal RNA, partial sequence 2497830 24993 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
2532714 2532742 70 98 gi| 219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
etaproteobacteria; Burkholderiales; Burkholderia 
2565656 2565684 70 98 gi|219857291 
train DSM 3953 16S ribosomal RNA, partial sequen 
acteria; Firmicutes; Clostridia; Clostridiales; 

2573324 2573352 70 98 gi|219857286 
s strain SR3 16S ribosomal RNA, partial sequence 
s Bacteria; Firmicutes; Clostridia; Clostridiale 
2616529 2616557 70 98 gi| 219857255 
16S ribosomal RNA, partial sequence 2615060 26165 
ridia; Clostridiales; Clostridiales Family XII. 

2625727 2625755 70 98 gi| 219857248 
strain RP5557 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Gammaproteobacteria; X 


ref|NR_025283.1| Thauera linaloolentis 
74 Thauera linaloolentis Bacteria; 
; Thauera. 
ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025220.1 
2155131 215660 
rales; Rubrobact 


Thermobacillus 
8 Thermobacillus 


Castellaniella 
laniella defragrans 
stellaniella. 

Rubrobacter 
6 Rubrobacter 
erineae; 


ref|NR_025198.1 
2183928 218546 
monadales; Xanth 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 
ref|NR_025137.1| Cupriavidus 
59 2276842 Cupriavidus campinensis 
rkholderiaceae; Cupriavidus. 
ref|NR_025128.1| Mesoplasma florum 
33 Mesoplasma florum Ll Bacteria; 
esoplasma. 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 
2319172 232071 
thomonadales; Xa 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


ref|NR_025097.1 
17 Burkholderia 


Burkholderia sacchari 
sacchari Bacteria; 

ceae; Burkholderia. 
ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 

2385781 2387256 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 
; Thauera. 
ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024922.1| Eubacterium 
ce 2564201 2565708 Eubacterium 
Eubacteriaceae; Eubacterium. 
ref|NR_024917.1| Clostridium 

2571864 2573377 Clostridium 
s; Clostridiaceae; Clostridium. 
ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024878.1] Rhodanobacter 
e 2624254 2625756 Rhodanobacter 
anthomonadales; Xanthomonadaceae; 


ref|NR_024709.1| Pseudomonas 


2851786 2851814 70 98 gi|219856890 
n ATCC 19867 16S ribosomal RNA, partial sequence 


2850317 2851835 Pseudomonas 


hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


628834 Bacteria_16S 
thermoruber strai 
Bacteria; Firmicutes; 
628834 Bacteria_16S 

strain 7 16S ribo 
Clostridia; Clost 
628834 Bacteria_16S 
strain AX39 16S r 
Proteobacteria; B 
628834 Bacteria_16S 
mechernichensis s 
mechernichensis B 
628834 Bacteria_16S 
histidinovorans s 
histidinovorans B 
628834 Bacteria_16S 
strain 2Z-7934 16S 
Firmicutes; Clost 
628834 Bacteria_16S 
strain DSM 12081 16S 
Proteobacteria; B 
628834 Bacteria_16S 
oxalivorans strai 
oxalivorans Bacteria; 
628834 Bacteria_16S 

oxalaticus strain 
Bacteria; Firmicutes; 
628834 Bacteria_16S 

guttoideum strain 
guttoideum Bacteria; 
628834 Bacteria_16S 
strain LMG 471 16 
Proteobacteria; G 
628834 Bacteria_16S 
strain LMG 8678 1 
Proteobacteria; G 
628834 Bacteria_16S 
strain LMG 947 16 
Proteobacteria; G 
628834 Bacteria_16S 

strain LMG 673 16S ri 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
628834 Bacteria_16S 3188807 3188835 70 98 gi|219846796|ref|NR_026388.1 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 318884 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 
Xanthomonas. 

628834 Bacteria_16S 3190359 3190387 70 98 gi|219846795|ref|NR_026387.1 


ridiales; 


acteria; 


acteria; 

riboso 
ridia; 
etaprot 


n RAOx- 


RAOx1 


DSM 40 


S ribos 


ammapro 


6S ribo 
ammapro 


S ribos 
ammapro 


3002901 3002933 66 


Bacillales; 
3033086 3033114 70 


Clostridiaceae; 
3060547 3060575 70 


3062088 3062116 70 


Proteobacteria; 
3089054 3089082 70 


Firmicutes; 
3102499 3102527 70 


Clostridiales; 

3114513 3114541 70 
ribosomal RNA, 
eobacteria; 
3122097 3122129 66 


Firmicutes; Bacillales; 
3123644 3123676 66 


Bacillales; 
3158413 3158441 70 


Firmicutes; Clostridia; 
3182599 3182627 70 


teobacteria; 
3184151 3184179 70 


teobacteria; 
3185703 3185731 70 


teobacteria; 
3187255 3187283 70 
bos 


98 


n BT2 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


98 


98 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 


98 


train TL1 16S ribosomal RNA, partial s 
Betaproteobac 


98 


train Z-7940 16S ribosomal RNA, partia 
Clostridia; 


98 


mal RNA, partial sequence 


98 


complete sequence 
Rhodocyclales; 


98 


FS 16S ribosomal RNA, partial s 
Paenibaci 


98 


16S ribosomal RNA, partial sequ 
Paenibacillaceae; Ane 


98 


24 16S ribosomal RNA, partial s 
Clostridia 


98 


omal RNA, partial sequence 
Xanthomonadales; 


98 


98 


omal RNA, partial sequence 
Xanthomonadales; 


98 


omal RNA, partial sequence 


Clost 


219846922 
nce 
vi 

219846901 


gi 


Bre 
gi 


somal RNA, partial sequence 3031628 3033115 Clost 
Clostridium. 


gi| 219846882 


3059104 30605 
yclaceae; 


219846881 
equence 
teria; 

219846863 
1 
ridiales; 

219846854 


gi 


gi 


gi 


3101054 31025 
Clostridiaceae; 


Tindallia. 
gi|219846846 
Rhodoc 
gi|219846841 
equence 
llaceae; 
219846840 
en 
ur 
219846817 
equence 
les; 
219846800 


gi 


gi 


gi 


3181138 31826 
thomonad 


Xx 
gi 


an 


219846799 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


Xx 
gi 


an 


219846798 


3184240 31857 
thomonad 


Xx 
gi 


an 


219846797 


3185792 31872 


30014 
bacillus. 


Rho 


sequence 


31130 
yclaceae 


Aneur 
ce 31221 


inibacil 


Lachn 


thomonad 


ref |NR_026514.1 
33 3002946 Brevi 


ref 
ridi 


NR_026493.1 
um indolis 
ref |NR_026474.1 
; Thauera. 
ref |NR_026473.1 

3060645 306213 
docyclales; Rho 
NR_026455.1 
3087607 308909 
tridiaceae; 
NR_026446.1 


ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref |NR_026433.1 

3120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026409.1 

3156952 315844 
ospiraceae. 
ref |NR_026392.1 


acea 
ref 


e; Xanthomon 
NR_026391.1 


acea 
ref 


e; Xanthomon 
NR_026390.1 


acea 
ref 


e; Xanthomon 
NR_026389.1 


b 


B 


docyclaceae; 


Brevibacillus 
acillus thermoruber 


Clostridium indolis 
acteria; Firmicutes; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 
5 Thauera 
Thauera. 
Natronincola 
0 Natronincola 
Natronincola. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Desulfotomaculum 
6 Desulfotomaculum 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

628834 Bacteria_16S 3191911 3191939 70 98 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

628834 Bacteria_16S 3193463 3193491 70 98 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

628834 Bacteria_16S 3195013 3195041 70 98 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

628834 Bacteria_16S 3196565 3196593 70 98 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

628834 Bacteria_16S 3291630 3291658 70 98 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

628834 Bacteria_16S 3293182 3293210 70 98 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

628834 Bacteria_16S 3294734 3294762 70 98 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

628834 Bacteria_16S 3296284 3296312 70 98 gi|219846724|ref|NR_026316.1| Xanthomonas 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 


3294823 329632 


2 Xanthomonas 


albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 
628834 Bacteria_16S 
strain B 16S ribo 
Clostridia; Clost 
628834 Bacteria_16S 
strain DSM 6984 1 


3302376 3302404 70 


Blautia. 
3523385 3523413 70 


98 


98 


6S ribosomal RNA, partial sequence 3521933 35234 


somal RNA, partial sequence 3300930 3302411 Blaut 
ridiales; 


gi|219846720|ref|NR_026312.1| Blautia schinkii 
ia schinkii Bacteria; Firmicutes; 
gi|219846561|ref|NR_026153.1| Thauera aromatica 


32 Thauera aromatica Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

628834 Bacteria_16S 3541744 3541772 64 92 gi|219846549|ref|NR_026141.1| Bacillus clarkii 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

628834 Bacteria_16S 3557192 3557220 70 98 gi|219846538|ref|NR_026130.1| Zoogloea ramigera 
strain 106 16S ribosomal RNA, partial sequence 3555718 3557247 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

628834 Bacteria_16S 3595145 3595177 66 98 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

628834 Bacteria_16S 3596688 3596716 70 98 gi|219846511|ref|NR_026103.1| Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

628834 Bacteria_16S 3598223 3598251 70 98 gi|219846509|ref|NR_026101.1]| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

628834 Bacteria_16S 3599771 3599799 70 98 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

628834 Bacteria_16S 3851639 3851671 66 98 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

628834 Bacteria_16S 4073005 4073033 70 98 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

628834 Bacteria_16S 4164563 4164607 67 L141 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

628834 Bacteria_16S 4178270 4178298 70 98 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
628834 Bacteria_16S 4181397 4181441 67 111 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

628834 Bacteria_16S 4190515 4190543 70 98 gi| 219846083 |ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

628834 Bacteria_16S 4225345 4225373 70 98 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

628834 Bacteria_16S 14926 14968 70 112 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

628834 Bacteria_16S 130301 130336 63 98 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
strain ES2772 16S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

628834 Bacteria_16S 320577 320616 53 92 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

628834 Bacteria_16S 485686 485713 71 98 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

628834 Bacteria_16S 502780 502807 66 93 gi|265678717|ref|NR_029022.1| Bacillus indicus 


strain Sd/3 16S r 
Firmicutes; Bacil 
628834 Bacteria_16S 
marinisedimentoru 
marinisedimentoru 
628834 Bacteria_16S 


lales; 


Bacillaceae; 
516320 516355 70 


Proteobacteria; 
677375 677402 71 


ibosomal RNA, partial sequence 
Bacillus. 


105 


m strain DSM 15388 16S ribosomal RNA, 


m Bacteria; Gammaprote 


98 


strain NGA 16S ribosomal RNA, partial sequence 


Synergistetes; 


Synergistia; 


Synergistales; 


501307 50281 


265678708 
partial se 
obacteria; 


gi 


ref 
quen 
Rei 


gi| 265678598 


ref 


NR_029013.1 
ce 514864 
nekea. 


1 Bacillus indicus Bacteria; 


Reinekea 
516365 Reinekea 


NR_028903.1 


Anaerobaculum mobile 


675861 677456 Anaerobaculum mobile Bacteria; 


Synergistaceae; Anaerobaculum. 


TTGTACACACCGCCCGTCACACCATGGGAGTGGGGGATACCAGAAGTAGGTAGGGTAACCGCAAGGAGCCCGCTTACCACGGTATGCTTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTANGACGCTGGCGGCATG 
CTTTACACATGCAAGTCGGACGGCAGCACAGAGAAGCTTGCTTCTTGGGTGGCGAGTGGCGAACGGGTGAGTAACGCATCGGAACGTACCGAGTAGTGGGGGATA 
ACTGTCCGAAAGGATGGCTAATACCGCATACGCTTTGAGAAGGAAAGCGGGGGATCTTCTGACCTCGCGCTATTCGAGCGGCCGATGTCTGATTAGCTGGTTGGT 
GGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTCAGGGAAGAAAAGCCCCGGGTTAA 
TACCCCGGGGTGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGGGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTCTGAACTGGGTGACTAGAGTATGTCAGAGGGGGGTAGAA 
TTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATACTGACGTTCATGCCCGAAAGCGTGGGTAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGGTACTTGNNATACCTTAGTAGCGTAGCTAACGCGTGAAATTGACCGCCT 
GGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGT 
CTTGACATGTACGGAACCCTCCAGAGACGGAGGGGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTGGTTGGGCACTCTAATGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAGCCGCGAGGCGGAGCCAATCCCAAAAAACCGATCGTAGTCCGG 
ATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTATCGCAGNCAGCATATGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNTAGAGTTTGATCGTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGGTCTAAAGGTGCTTGCATCTTAAGAGCTTAGCG 
GCGGACGGGTGAGTAACACGTAGGTAACCTGCCTATAAGACTGGGATAACGACCGGAAACGGTAGCTAATACCGGATAGATTGTGCTTTCGCATGAAAGGACAAA 
GAAAGGCGGAGCAATCTGCCACTTATAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAAGGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGT 
GAGCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGT 
GAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGACTTATAGAGTAACTGCTATAAGAGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCAATTAAGTCTGGTGTATAACTTCGGGGCT 
CAACCCCGGATGGCACTGGAAACTGAATGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGG 
CGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGG 
TGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGC 
ACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGTCTTGACATCCCTTTGACAGCTTTAGAGATAGAGTGTTCTTACGGGACAGA 
GAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAACTTTAGTTGCCAGCAGGTGAAGCTGGG 
CACTCTAGAGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCAGTAC 
AACGGGAAGCGAAATCGCGAGATGGAGCGAATCCCAGCAAAGCTGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGAGGTAACCGAAAGGAGC 
CAGCCGCCGAAGGTGGGGTAGATANAWWGGGGTTNGGANNNNCNCCCCCCGTAACAAGGTAACCCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGATAGCTTGCTATCAGGCGTCGAGCGGCGGACGGGTGAGTAA 
TGCTTAGGAATCTGCCCAGTAGTGGGGGACAACAGTCGGAAACGGCTGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTATT 
GGATGAGCCTAAGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCCACGATCCGTAGCTGGTTTGAGAGGATGATCAGCCACATCGGGACTGAGACAC 
GGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCA 
CTTTCAGCGAGGAGGAAGGCTCTAAAGCTAATACCTTTAGGGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTGAGTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTG 
CTCGGCTAGAGTGTGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGACCAACAC 
TGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGGATCTTGAATCCTTAGTG 
GCGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATGCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCCGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTGGTTGCTAGCAGGTAATGCTGAGAACTCCAGGGAGACTGCCGGTGACA 
AACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCTGCCAACTCGCGAGAGTG 
AGCCAATCCCTTAAAGTGCGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGTGGTTAGTCTAACCTTCGGGAGGACGATCACCACGGTGTGGTTCATGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGG 
ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGAGACGATTGAAAGCTTGCTTTTGAAAGTCGAGTGGCAAACGGGTGAGTAACGCGTAGACAACCTG 
CCGTAAAGATGGGGACAACAGTTCGAAAGGACTGCTAATACCGAATGTTGTAGAGTTTCCGCATGGGAATCCTACTAAAGGTGGCCTCTACTTGTAAGCTATCGC 
TTTACGATGGGTCTGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGAACTGAG 
ACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGACTCGTAA 
AGCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTCCAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGCAGGCGGGAAGGTAAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAA 
ACTATCTTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG 
TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTAGGAGGTATCGACCCCTC 
CTGTGCCGGAGTTAACGCAATAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGT 
TTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATTGAGTGAAAGGGCTAGAGATAGTTCCCTCTCTTCGGAGACACGAAAACAGGTGGTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTTGTTGCCAGCACGCAATGGTGGGAACTCAAAGGAGACTGCCGC 
GGACAACGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGATGGACAGAGAGCAGCGAAGCCGCGA 
GGCCAAGCGAACCCCATAAACCATCTCCCAGTTCGGATTGCAGGCTGCAACCCGCCTGCATGAAGTTGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGAAGTCATTCACACCCGAAGCCGGCAGGC TAACCGCAAGGAGGCAGCCGTCTAAGGTGGGGGCG 
ATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNGAGCACGGGAGCTTGCTCCTATGAATCTTAGTGGCGAACGGGTGAGTAACGCGTAATCAACCTGCCCTACAATGGGGGACAACAGTTGGAAACGACTGCTAA 
TACCGCATACGACCTACGGTTGGCATCAATCGTAGGTGAAAGGTGGCCTCTACATGTAAGCTATCGTTGTAGGAGGGGATTGCGTCTGATTAGCTAGTTGGAGGG 
GTAACGGCCCACCAAGGCGATGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAA 
TCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTTAATCGGGACGAATGGTTTGTGTGCAAATA 
GTGCATAGACATGACGGTACCGGAATAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAA 
AGCGCGCGCAGGCGGACTAGCCAGTCAGTCTTAAAAGTTCGGGGCTTAACCCCGTGATGGGATTGAAACTACTAGTCTAGAGTATCGGAGAGGAAAGTGGAATTC 
CTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACGAACACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACG 
GGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAAGTGTGGGAGGTATCGACCCCTTCCGTGCTGCAGTTAACGCAATAAGTACCCCGCCTGGGG 
AGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTG 
ACATTGATGGACAGAACTAGAGATAGTTTTTCTTCTTCGGAAGCCAGAAAACAGGTGGTGCACGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCCTATCTTATGTTGCCAGCACGTAATGGTGGGAACTCATGAGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGGAGTTAATAAAGAGAAGCGAAACCGCGAGGTGGAGCGAACCTCACAAACACTCTCTCAGTTCGGA 
TTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
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6S 1853619 1853654 63 98 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

2138533 2138564 77 108 gi 
n SM-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
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3677207 3677234 71 98 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3842612 3842639 71 98 gi 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
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eria; Tenericutes; Mollicutes; Entomop 
4231340 4231399 32 90 gi 
ubsp. thermosyntrophicum strain TPO 16 
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ref|NR_025924.1 
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; Spiroplasmatac 
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16S 717914 717945 70 101 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
bosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

16S 739408 739446 60 98 gi| 265678555 |ref|NR_028859.1| Herbaspirillum 

P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

16S 781259 781298 53 92 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

6S 958740 958767 65 92 gi|265678406|ref|NR_028708.1| Geobacillus 

s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 

s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

6S 1169721 1169748 71 98 gi| 228719827 |ref|NR_027585.1| Spirochaeta 

1293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
pirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

6S 1225637 1225664 71 98 gi|219878314|ref|NR_025453.1]| Streptococcus 

n CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 

ria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

6S 1683192 1683227 63 98 gi|219878420|ref|NR_025559.1| Actinomyces oricola 
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ae; Actinomyces. 
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14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
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14 Eubacterium aggregans Bacteria; 
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77 Clostridium cocleatum Bacteria; 
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4 Halanaerobium 
alanaerobium. 
Halanaerobium 
erobium lacurosei 
m. 

Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
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strain L420-91 16S ribosomal RNA, part 
Bacteria; Firmicutes; Bacillales; Paen 


313210 313236 66 92 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
654577 654603 66 92 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
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ial sequen 
ibacillace 
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equence 
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265678614 
ence 65316 
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665142 665168 72 98 gi 


ref |NR_029303.1 
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ae; Aneurinibaci 
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ref |NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
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odorimutans strain NorPut 16S ribosomal RNA, partial sequence 


odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 
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725825 72731 
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ref|NR_028868.1 
9 Succinispira 


Succinispira mobilis 


mobilis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

628834 Bacteria_16S 906090 906116 66 92 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

628834 Bacteria_16S 957129 957191 33 94 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

628834 Bacteria_16S 1088016 1088042 66 92 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

628834 Bacteria_16S 1156072 1156098 66 92 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

628834 Bacteria_16S 1172813 1172839 72 98 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 

628834 Bacteria_16S 1207635 1207661 66 92 gi|228715354|ref|NR_027526.1| Catenibacterium 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Catenibacterium mitsuokai DSM 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 
628834 Bacteria_16S 2431316 2431346 68 98 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

628834 Bacteria_16S 2451150 2451176 66 92 gi|219857419|ref|NR_025007.1| Laceyella putida 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

628834 Bacteria_16S 2454226 2454252 66 92 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

628834 Bacteria_16S 3307070 3307096 70 96 gi|219846717|ref|NR_026309.1| Lactobacillus oris 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

628834 Bacteria_16S 3361856 3361882 66 92 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

628834 Bacteria_16S 3540174 3540200 66 92 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
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275201 275230 63 92 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

372034 372095 32 92 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
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613594 613627 59 92 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
771951 771976 70 95 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
798093 798126 66 98 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 


6S ribosomal RNA, partial sequence 3538695 35402 
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ref |NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref |NR_028836.1 


aceae; Cellvibri 
ref |NR_028817.1 
e 796606 798156 
eae; Paenibacill 


265678508 


15 Bacillus agaradhaerens Bacteria; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Psychrobacter 
obacter nivimaris 
ychrobacter. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Paenibacillus 
Paenibacillus 
us. 


ref|NR_028811.1 


Thermodesulfobacterium 


805842 807361 Thermodesulfobacterium 


thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 


Thermodesulfobact 


erium. 


628834 Bacteria_16S 
strain ATCC 33433 
G 


Proteobacteria; 


Firmicutes; 


strain MP145 16S 


Tenericutes; Moll 
628834 Bacteria_16S 
goodfellowii stra 


goodfellowii DSM 


628834 Bacteria_16S 
gallopavonis strain WR1 16S ribosomal RNA, partial sequ 
Tenericutes; Mollicutes; Mycoplasmataceae; My 
628834 Bacteria_16S 
strain 1340 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 
strain 105 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 
phocicerebrale strain 1049 16S ribosomal RNA, partial s 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycop 
628834 Bacteria_16S 


Bacteria; 


strain DSM 1105 1 
Proteobacteria; 


strain DC333 16S 


strain B1/T1 16S 


strain CH20247 16 


strain M432/72 16 


strain JCM 9989 1 
Firmicutes; 


paraputrificum Bacteria; 
628834 Bacteria_16S 


1004785 1004810 70 95 


1021469 1021494 66 91 
complete sequence 
Streptococcaceae; 
1023021 1023046 66 91 
ATCC 33400 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
1393451 1393480 63 92 
ribosomal RNA, partial sequence 
1565853 1565886 65 98 
19756 Bacteria; Fusobacteria; 
2206627 2206656 63 92 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
628834 Bacteria_16S 
strain SK3 16S ribosomal RNA, 
Lactobacillales; 

628834 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacteria; 
628834 Bacteria_16S 


gi 
10 


Streptococcus. 


gi 


complete sequence 
Streptococcaceae; 


gi 


1392046 13934 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


in LB57 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


265678375|ref|NR_028677.1 
Enterobacteriaceae; Kluyvera. 
265678364|ref|NR_028666.1 
19984 1021495 Streptococcus 
265678363|ref|NR_028665.1| Streptococcus 

1021546 1023060 Streptococcus 
Streptococcus. 


228716184|ref|NR_027548.1 


219846059|ref|NR_025649.1| Leptotrichia 
1564412 1565896 Leptotrichia 


Fusobacteriaceae; Leptotrichia. 


Kluyvera ascorbata 
1003352 1004810 Kluyvera ascorbata Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


Clostridia; 
628834 Bacteria_16S 


gi 


2217180 2217209 63 92 gi 


2279867 2279896 63 92 gi 


2282889 2282918 63 92 gi 


2437417 2437445 70 98 gi 


2479715 2479744 63 92 gi 


2481224 2481253 63 92 gi 


2482734 2482763 63 92 
ribosomal RNA, partial sequence 


gi 


2484245 2484274 63 92 
ribosomal RNA, partial sequence 


gi 


2485757 2485786 63 92 gi 


2487276 2487305 63 92 gi 


2488789 2488818 63 92 
S ribosomal RNA, partial sequence 


gi 


2490302 2490331 63 92 
S ribosomal RNA, partial sequence 


gi 


2491813 2491842 63 92 gi 


en 


rk 


219857547 
2278443 2279908 Mycoplasma phocidae Bacteria; 


219857545 
equence 
la 


219857396 
2479798 2481265 Mycoplasma falconis Bacteria; 


219857395 
2481316 2482774 Mycoplasma faucium Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 219857394 
2482825 2484286 Mycoplasma gypis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 
strain TB 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 
strain PG13 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 


219857393 
2484337 2485798 Mycoplasma subdolum Bacteria; 


219857392 
2485849 24873 


219857391 
2487368 2488830 Mycoplasma buccale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 219857390 
2488881 2490343 Mycoplasma equirhinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 
strain 1219 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 


219857389 
2490394 2491854 Mycoplasma anseris Bacteria; 


smataceae; Mycoplasma. 
219857430 
6S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Betaproteobacteria; Burkholderiales; Bu 
628834 Bacteria_16S 
strain 383 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 
strain H/T1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 


holderiaceae; 
219857397 
2478295 2479747 Mycoplasma cloacale Bacteria; 


219857595|ref|NR_025183.1| Mycoplasma 


ce 2205220 2206668 Mycoplasma gallopavonis 
coplasma. 
219857588 
2215772 2217221 Mycoplasma anatis Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 


ref|NR_025135.1| Mycoplasma phocidae 


ref|NR_025133.1| Mycoplasma 
2281465 2282930 Mycoplasma 


ref|NR_025018.1| Cupriavidus oxalaticus 


Cupriavidus. 


ref|NR_024985.1| Mycoplasma cloacale 


ref|NR_024984.1| Mycoplasma falconis 


ref|NR_024983.1| Mycoplasma faucium 


ref|NR_024982.1| Mycoplasma gypis 


ref|NR_024981.1| Mycoplasma subdolum 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 


ref|NR_024978.1| Mycoplasma equirhinis 


ref|NR_024977.1| Mycoplasma anseris 


2890424 2890449 67 92 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
6S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Clostridiales; Eubacteriaceae; Eubacterium. 
3551010 3551035 67 92 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3690820 3690849 63 92 gi|219846444|ref|NR_026035.1| Mycoplasma auris 


strain UIA 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


628834 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


628834 Bacteria_16S 
strain 275c 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 
3716335 3716364 63 92 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3753367 3753396 63 92 gi 


icutes; Mycoplasmataceae; Mycoplasma. 


3689398 36908 


219846426 
3714904 37163 


219846397 
3751943 3753408 Mycoplasma canadense Bacteria; 


58 Mycoplasma auris Bacteria; 


ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


ref|NR_025988.1|] Mycoplasma canadense 


628834 Bacteria_16S 3759415 3759444 63 92 gi| 219846393 
strain PG51 16S ribosomal RNA, partial sequence 3757993 37594 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 4147590 4147635 67 112 gi|219846116 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatale 
628834 Bacteria_16S 104396 104432 62 98 gi| 265678994 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 10297 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Tsukamurella. 

628834 Bacteria_16S 577318 577350 60 92 gi| 265678668 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequenc 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
628834 Bacteria_16S 583331 583359 70 98 gi| 265678664 
strain LF13 16S ribosomal RNA, partial sequence 581868 58337 
Caldithrix. 

628834 Bacteria_16S 736297 736329 66 98 gi| 265678558 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; 
628834 Bacteria_16S 804303 804331 64 92 gi| 265678510 


strain PG14 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 825635 825659 70 94 gi 
34635 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bo 
628834 Bacteria_16S 974116 974144 70 98 gi 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

628834 Bacteria_16S 1201525 1201552 71 98 gi 
colombiense DSM 12261 16S ribosomal RNA, partial sequen 
12261 Bacteria; Synergistetes; Synergistia; Synergistal 
628834 Bacteria_16S 1255810 1255838 70 98 gi 
limnophilus strain DSM 6472 16S ribosomal RNA, partial 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibaci 
628834 Bacteria_16S 1522090 1522126 62 98 gi 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, part 


es 


se 
11 


pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Nocardia. 

628834 Bacteria_16S 1736579 1736615 62 98 gi|219878384|ref|NR_025523.1 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 173662 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

628834 Bacteria_16S 1739625 1739661 62 98 gi| 219878382 |ref|NR_025521.1 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 173968 


cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinom 
Actinomycetaceae; Actinomyces. 
628834 Bacteria_16S 2200597 2200625 64 92 gi|219857599|ref|NR_025187.1 


strain MX9 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 2209655 2209683 64 92 gi 
strain H831 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 2306966 2307002 62 98 gi 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, compl 
strandjordii Bacteria; Actinobacteria; Actinobacteridae 
Tsukamurellaceae; Tsukamurella. 

628834 Bacteria_16S 2366046 2366074 64 92 
strain E42 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


’ 


gi 


802889 80433 
265678496 
824212 825662 Bosea 


sea. 
265678395 


228715386 


ce 


219857194 


219857610 
ia 


2199190 22006 


219857593 
2208244 22096 


219857525 


219857483 
2364627 23660 


97261 


12000 
; Synerg 
quence 


aceae; B 


1 sequen 


ete sequ 
Actinomy 


628834 Bacteria_16S 2367556 2367584 64 92 gi| 219857482 |ref|NR_025070.1 
equigenitalium strain T37 16S ribosomal RNA, partial sequence 2366137 236759 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2665001 2665032 66 98 gi|219857214|ref|NR_024842.1 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 266503 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; 
628834 Bacteria_16S 2731322 2731350 64 92 gi|219857167|ref|NR_024795.1 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis 

Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae 
628834 Bacteria_16S 2834897 2834933 62 98 gi|219856901|ref|NR_024722.1 


strain MK703-102F1 16S ribosomal RNA, partial sequence 


revi 


ce 1520665 15221 


ence 
ceta 


ref|NR_025984.1 


ref|NR_025706.1 

4146134 414764 
s; S 
ref |NR_029302.1 


nebacterineae; 
ref |NR_028973.1 
e 575863 577354 
olderiales; 
ref |NR_028969.1 


ref 
ves 


NR_028799.1 
trisii Bacte 


ref |NR_028697.1 
7 974173 Waddli 


ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref |NR_024822.1 

1254345 125584 
bacillus. 
NR_025199.1 
5 


ref 


ref|NR_025181.1 


ref|NR_025113.1 
230551 
les; Coryneb 


ref|NR_025071.1 


piroplasmata 


Coma: 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Tsukamurella pulmonis 


6 104435 Tsukamurella pulmonis 
T 


sukamurellaceae; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


ref|NR_028862.1| Allisonella 
734793 736329 Allisonella 

Veillonellaceae; Allisonella. 

ref|NR_028813.1| Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Brevibacillus 

5 Brevibacillus 


Nocardia 
6 Nocardia 
ebacterineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


ycineae; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Nocardia vinacea 


2833466 2834941 Nocardia vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


628834 Bacteria_16S 3052887 3052915 70 
strain GraMall 16S ribosomal RNA, 
Proteobacteria; 
628834 Bacteria_16S 
mastitidis strain 


3206958 3206994 62 


Corynebacterium. 


628834 Bacteria_16S 3355581 3355617 62 


tyrofermentans strain CNRZ 926 16S ribosomal RNA, 


tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Dermabacteraceae; Brachybacterium. 

628834 Bacteria_16S 3602902 3602938 62 98 gi| 219846505 |ref|NR_026097.1 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 36029 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomycetaceae; Actinomyces. 

628834 Bacteria_16S 3756394 3756422 64 92 gi|219846395|ref|NR_025986.1 
strain PG43 16S ribosomal RNA, partial sequence 3754983 37564 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 3812250 3812274 68 92 gi| 219846355 |ref|NR_025946.1 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carno 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

628834 Bacteria_16S 4122998 4123022 70 94 gi|219846135|ref|NR_025725.1 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 412305 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; 
Petrobacter. 

628834 Bacteria_16S 4185900 4185944 67 111 gi|219846086|ref|NR_025676.1 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
628834 Bacteria_16S 1442 1473 67 98 gi| 265679063 |ref|NR_029371.1 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Saccharomonospora. 

628834 Bacteria_16S 2983 3014 67 98 gi|265679062|ref|NR_029370.1 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Saccharomonospora. 

628834 Bacteria_16S 49820 49851 67 98 gi|265679031|ref|NR_029339.1 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
628834 Bacteria_16S 66605 66636 67 98 gi|265679020|ref|NR_029328.1 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
628834 Bacteria_16S 72624 #72655 67 98 gi|265679016|ref|NR_029324.1 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Pseudonocardia. 

628834 Bacteria_16S 74187 74218 £67 98 gi|265679015|ref|NR_029323.1 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardiaceae; Pseudonocardia. 

628834 Bacteria_16S 116669 116700 67 98 gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

628834 Bacteria_16S 163756 163791 63 98 gi|265678954|ref|NR_029262.1 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevib 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brev 
Brevibacterium. 

628834 Bacteria_16S 243580 243611 67 98 gi|265678900|ref|NR_029208.1 


novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinom 


Mycobacteriaceae; Mycobacterium. 
628834 Bacteria_16S 267642 267669 65 


strain OXB 16S ribosomal RNA, partial sequence 


Proteobacteria; 
628834 Bacteria_16S 
strain MSB-8 16S ribosomal RNA, 
Thermotogae; Thermotogales; 
628834 Bacteria_16S 


305532 305559 71 


328390 328425 63 


strain WPH 179 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; Bacteroidia; 
628834 Bacteria_16S 


334665 334696 67 


complete sequence 
Thermotogaceae; 


98 gi 


98 gi 


S-8 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


98 gi 


complete sequence 


92 gi 


98 gi 


Thermotoga. 
98 gi 


Prevotellaceae; 


98 gi 


strain ATCC 51131 16S ribosomal RNA, partial sequence 


266185 26767 
Betaproteobacteria; Burkholderiales; Oxalobactera 


304028 30558 


326926 32843 
Prevotella 


219846887 


complete sequence 3051418 30529 
Deltaproteobacteria; Desulfuromonadales; 


219846784 


219846680 


265678882 


265678857 


265678842 


Pelobact 


Cory 


ref 


ref 


3205525 3207001 Coryn 
nebacterineae; 


ref 


complete sequence 3 


ref 


ref 


ref 


ref 


265678838 


eraceae; 


242123 243639 
ycetales; 


NR_026479.1 


NR_026376.1 


NR_026272.1 
354134 33556 


Coryne 
NR_029188.1 
Oxalobacte 
NR_029163.1 


NR_029147.1 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Corynebacterium 


ebacterium mastitidis 
Corynebacteriaceae; 


Brachybacterium 


45 Brachybacterium 
Micrococcineae; 


Actinomyces 


45 Actinomyces 
Actinomycineae; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Carnobacterium 


bacterium funditum 


Petrobacter 
2 Petrobacter 


Rhodocyclaceae; 


Entomoplasma luminosum 


luminosum Bacteria; 


Saccharomonospora 


Saccharomonospora cyanea 
Pseudonocardiaceae; 


Saccharomonospora 


Saccharomonospora azurea 
Pseudonocardiaceae; 


Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Pseudonocardia 
Pseudonocardia 

nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Mycobacterium 
Mycobacterium 


bacterineae; 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 
ceae; 


aes 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


NR_029143.1 


Mycobacterium celatum 


333245 334704 Mycobacterium celatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
628834 Bacteria_16S 369081 369112 67 98 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 


castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


Streptomycineae; 


628834 Bacteria_16S 404241 404272 67 98 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 410396 410427 67 98 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 429041 429072 67 98 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 


halotolerans Bacteria; Actinobacteria; Actinobacteridae 
Corynebacteriaceae; Corynebacterium. 

628834 Bacteria_16S 436797 436828 67 98 gi 
putterlickiae strain F18-98 16S ribosomal RNA, partial 


Streptomycetaceae; Kitasatospora. 


628834 Bacteria_16S 438377 438408 67 98 gi 


Pseudonocardiaceae; Amycolatopsis. 


628834 Bacteria_16S 479528 479559 67 98 gi 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

628834 Bacteria_16S 481075 481106 67 98 gi 


boenickei strain W5998 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 


628834 Bacteria_16S 524058 524089 67 98 gi 


Pseudonocardia. 
628834 Bacteria_16S 
IMMIB R-145 16S r 


545360 545391 67 98 
ibosomal RNA, partial sequence 


gi 


628834 Bacteria_16S 554567 554598 67 98 gi 
flavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 


628834 Bacteria_16S 569843 569874 67 98 gi|265678673|ref|NR_028978.1 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
628834 Bacteria_16S 580232 580263 67 98 gi|265678666|ref|NR_028971.1 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
Corynebacteriaceae; Corynebacterium. 

628834 Bacteria_16S 581783 581814 67 98 gi|265678665|ref|NR_028970.1 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Mycobacteriaceae; Mycobacterium. 

628834 Bacteria_16S 599701 599732 67 98 gi| 265678653 |ref|NR_028958.1 


strain B22P3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
628834 Bacteria_16S 601231 601262 67 98 gi 
cangkringensis strain D13P3 16S ribosomal RNA, partial 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 608902 608933 67 
appendicis strain 
appendicis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

628834 Bacteria_16S 618259 618290 67 98 gi 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 


98 gi 


; Actinomycetales; 


265678764 
sequence 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678763 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678732 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 
Actinomycetales; 


265678731 


265678703 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 52260 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678689 
543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678683 
al sequence 553128 55460 
Actinomycetales; 


598291 59976 
Streptomycineae; 
265678652 
sequence 


265678646 
IMMIB R-3491 16S ribosomal RNA, partial sequenc 
Actinomycetale 


265678640 


ref |NR_029069.1 
435340 436871 


ref |NR_029068.1 


436922 


ref|NR_029037.1 
478074 479572 


ref |NR_029036.1 
47962 
Corynebacterineae; 


ref|NR_029008.1 


Pseudonocardineae; P 


ref|NR_028994.1 


ref|NR_028988.1 


8 


1 Streptomyces 
Streptomyceta 
ref|NR_028957.1 

599812 601293 
Actinomycetales; Strep 


ref|NR_028951.1 
e 607486 608955 
s; Corynebac 


Corynebacterineae; 


Kitasatospora 
Kitasatospora 


Streptomycineae; 


Amycolatopsis 
438427 Amycolatopsis 


Pseudonocardineae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 


3 481120 Mycobacterium boenickei 
Mycobacteriaceae; 


Pseudonocardia 


2 524095 Pseudonocardia benzenivorans 


seudonocardiaceae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 
Nocardiaceae; 


Nocardia. 
Streptomyces 
Streptomyces 


Streptomycineae; 


Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Corynebacterium 
Corynebacterium 
ineae; 


Mycobacterium 
Mycobacterium 


acterineae; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Corynebacterium 
Corynebacterium 
terineae; 


ref |NR_028945.1 
616795 618320 Mycoba 


Mycobacterium 
cterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


628834 Bacteria_ 
strain E846 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
628834 Bacteria_ 
melanosporofacien 
melanosporofacien 
Streptomycetaceae 
628834 Bacteria_ 
pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 
628834 Bacteria_ 


strain DSM 30039 
Proteobacteria; 


628834 Bacteria_16S 


botniense strain 


G 
628834 Bacteria_ 
strain gM-1 16S r 


16S 625664 625695 67 98 


ibosomal RNA, partial sequence 


gi 


16S 657554 657585 67 98 gi 


s strain NRRL B-12234 16S ribosomal RN 


265678635 


624219 62572 
nebacterin 


265678612 


A, partial 


ref |NR_028940.1 
5 Mycobacterium 
eae; 
ref |NR_028917.1 
sequence 656132 


Mycobacteri 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Streptomyces 

657614 Streptomyces 


s Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

16S 669668 669699 67 98 gi|265678603|ref|NR_028908.1| Arcanobacterium 

ain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Arcanobacterium. 

16S 690924 690955 70 101 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 

16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 

ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

16S 713250 713281 67 98 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 

ibosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

714811 714842 67 98 gi|265678573|ref|NR_028878.1| Mycobacterium 
E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 


Bacteria; Actinob 


Mycobacterium. 


628834 Bacteria_16S 
strain YIM90005 1 


Firmicutes; 


Gordoniaceae; 


koreensis strain 


Bacteria; Actinob 


Catellatospora. 


628834 Bacteria_16S 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 
628834 Bacteria_16S 
strain IEGM 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
628834 Bacteria_16S 
strain 213E 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
628834 Bacteria_16S 
socranskii 
socranskii subsp. 
628834 Bacteria_16S 
strain FC 097-2 1 
Tenericutes; Moll 
628834 Bacteria_16S 
strain NS51 16S r 
Lacto 
628834 Bacteria_16S 
auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
628834 Bacteria_16S 


subsp. 


Firmicutes; 


acteria; Actinobacteridae; Actinomycet 


775059 775090 67 98 gi 


776671 776694 66 89 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
778183 778214 67 98 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

790427 790458 67 98 
bosomal RNA, partial sequence 


gi 


gi 


811923 811954 67 98 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

839361 839392 67 98 
ribosomal RNA, partial sequence 


gi 


Stre 
883082 883113 67 98 gi 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


913781 913812 67 98 gi 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

918492 918523 67 98 
ibosomal RNA, partial sequence 


gi 


Cory 
920054 920085 67 98 gi 
ibosomal RNA, partial sequence 
Cory 
984679 984706 71 98 gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
986223 986262 66 105 gi 
6S ribosomal RNA, 


1024593 1024616 66 
ibosomal RNA, 
bacillales; 


89 
complete sequence 
Streptococcaceae; Streptoc 
1032081 1032112 67 98 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 
1039771 1039802 67 


gi 


98 gi 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
628834 Bacteria_16S 
strain HKU4 16S r 
Lacto 
628834 Bacteria_16S 
paraffinivorans s 
paraffinivorans B 
Gor 
628834 Bacteria_16S 
strain J72 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
628834 Bacteria_16S 
montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 
628834 Bacteria_16S 
strain AC 615 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
628834 Bacteria_16S 


775183 77669 


789013 79048 


837961 83941 


917039 91855 


918602 92011 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


1023111 10246 


ales; 


265678530 


265678529 


occus. 
265678528 
sequence 
dae; Actin 


265678519 


nebacterin 
265678505 
rtial sequ 


265678487 


ptosporang 
265678456 
nce 88163 
ales; Micr 


265678436 


dae; Actin 


265678433 


nebacterin 
265678432 


nebacterin 
265678388 
artial seq 
irochaetal 
265678387 


265678362 


occus. 
265678357 
quence 
Actinomyc 


265678352 


Cory 


donocardin 


e; Actinomycet 


artial sequenc 


nebacterineae; 


ref|NR_028834.1 


eae; Pseudonoca 
ref |NR_028833.1 
4 Streptococcus 


ref|NR_028832.1 

776745 778221 
omycetales; Cory 
ref|NR_028823.1 
Gordoniacea 
NR_028808.1 
810468 
Coryne 


eae; 
ref 
ence 
ales; 
ref|NR_028790.1 
ineae; Streptos 
ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 
ref|NR_028738.1 
e 912332 
omycetales; Pseu 


ref |NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


Gordoniacea 
NR_028690.1 
e 983192 
es; Spirochaetac 
ref |NR_028689.1 
5 Acholeplasma 
eplasma. 

ref |NR_028664.1 
30 Streptococcus 


eae; 
ref 
uenc 


ref|NR_028659.1 
1030633 103211 
etales; Micromon 


ref 


Mycobacteriaceae; 


Prauserella alba 


2 Prauserella alba Bacteria; 
r 


diaceae; Prauserella. 
Streptococcus sinensis 
sinensis Bacteria; 


Gordonia 
Gordonia 


nebacterineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 
porangiaceae; Nonomuraea. 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Lechevalieria 
913840 Lechevalieria 


donocardineae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Acholeplasma vituli 


vituli Bacteria; 


Streptococcus mitis 
mitis Bacteria; 


Micromonospora 
4 Micromonospora 


osporineae; 


Nocardia arthritidis 


NR_028654.1 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


628834 Bacteria_16S 1041280 1041311 67 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


628834 Bacteria_16S 1042818 1042849 67 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


628834 Bacteria_16S 
strain YZ-96 16S 


1045934 1045965 67 


628834 Bacteria_16S 
strain LK2-10 16S 


1049001 1049032 67 


Micromonospora. 
628834 Bacteria_16S 1106120 1106155 63 
acidifaciens strain A40 
Bacteria; Bacteroidetes; 
628834 Bacteria_16S 
sanguinis strain 
Bacteria; Actinobacteria; 
Brevibacterium. 
628834 Bacteria_16S 1148550 1148581 67 
strain IMMIB R-1434 16S 


Bacteroidia; 
1133412 1133447 63 


628834 Bacteria_16S 
multipartita DSM 


1162168 1162199 67 


Nakamurella. 
628834 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; Mycobacterium. 

628834 Bacteria_16S 1308504 1308535 67 
thermoviolaceus subsp. 


1236292 1236323 67 


Actinobacteridae; Actinomycetales; 


628834 Bacteria_16S 1351430 1351461 67 


DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


628834 Bacteria_16S 
glauca strain K62 


1417536 1417567 67 


Saccharomonospora. 


628834 Bacteria_16S 1426753 1426784 67 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
628834 Bacteria_16S 1428318 1428349 67 
coelescens strain 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


98 gi 


98 gi 
98 gi 


98 gi 


98 gi 


16S ribosomal RNA, partial sequ 
Bacteroidales; 


98 gi 


CF63 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


98 gi 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


98 gi 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


98 gi 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


98 gi 


thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. ther 
Streptomycineae; 


98 gi 


98 gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


98 gi 


98 gi 


AS 4.1594 16S ribosomal RNA, partial 


coelescens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
628834 Bacteria_16S 1440679 1440710 67 
strain LM 036 16S 


628834 Bacteria_16S 1452805 1452836 67 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


98 gi 


98 gi 


Cory 


Micr 


Ba 


Str 


14392301 


265678351 


265678350 


265678348 


1044481 10459 
nebacterineae; 


265678346 


1047573 10490 
omonospori 


265678305 


253680768 


253680758 


228721225 


219878254 


228721493 


228720546 


1349993 13514 


224581447 


224581441 


224581440 


sequence 


224581428 


224581419 


endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 


nebacterineae; 


nebacterineae; 


ence 11046 
cteroidaceae; 


11319 
Micrococ 


11471 
nebacterineae; 


11607 


omycetales; Fr 


artial sequenc 
ridae; Act 


16S ribosomal 
moviolaceus Ba 
eptomycetaceae 


14160 
Pseudono 


4407 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


72 1106166 Bacter 


55 1133449 Brevib 


39 1162206 Nakamu 


inomycetales; Co 


93 1417582 Saccha 


e 1425302 142681 
Actinomycet 


1426862 142837 
Actinomycetale 


1451367 145284 
Actinomycetales; 


NR_028653.1 


NR_028652.1 


NR_028650.1 


NR_028648.1 
Micromonos 
NR_028607.1 


Bacteroides. 
NR_028016.1 


cineae; 
NR_028006.1 


Nocardiacea 
NR_027604.1 


ankineae; Na 


NR_025393.1 
e 123486 


NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 
NR_027594.1 


cterineae; G 
NR_027229.1 


cardineae; P 
NR_027223.1 
ales; Strept 
NR_027222.1 
S; 


NR_027210.1 


NR_027200.1 


Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 
neae; 


poraceae; 


Bacteroides 
oides acidifaciens 


Brevibacterium 
acterium sanguinis 


Brevibacteriaceae; 


Nocardia ignorata 


15 1148603 Nocardia ignorata Bacteria; 


e; Nocardia. 
Nakamurella 

rella multipartita DSM 
kamurellaceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Gordonia bronchialis 


1307063 


64 Gordonia bronchialis DSM 43247 
Coryneba 


ordoniaceae; Gordonia. 
Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Micromonospora 
3 Micromonospora 


Micromonosporineae; 


628834 Bacteria_16S 1475355 1475386 67 98 gi|219878476|ref|NR_025615.1]| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 1489187 1489218 67 98 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 1556993 1557024 67 98 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

628834 Bacteria_16S 1558487 1558518 67 98 gi|219846193|ref|NR_025783.1| Kitasatospora 


terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


1557082 1558525 Kitasatospora 


Streptomycineae; 


628834 Bacteria_16S 1574961 1574992 67 98 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
628834 Bacteria_16S 1576487 1576518 67 98 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
628834 Bacteria_16S 1590281 1590312 67 98 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
628834 Bacteria_16S 1593377 1593408 67 98 gi 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Ac 
Streptomycineae; Streptomycetaceae; Streptomyces. 
628834 Bacteria_16S 1594923 1594954 67 98 gi 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, pa 
chrestomyceticus Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 1596470 1596501 67 98 gi 
sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 1598018 1598049 67 


pt 


rt 


1 


, 


98 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
628834 Bacteria_16S 1599566 1599597 67 98 gi 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; 


pt 


p 
te 


219856868 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 15750 


219856867 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 


219878485 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 


219878483 


219878482 
id 


219878481 


219878480 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 15980 


219878479 


628834 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


Streptomycineae; 


628834 Bacteria_16S 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
628834 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


628834 Bacteria_16S 


aridum subsp. lar 


Kibdelosporangium aridum subsp. 


Actinomycetales; 


628834 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
628834 Bacteria_16S 


strain R2014 16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


628834 Bacteria_16S 


keratiniphila sub 


Streptomyces. 


1601114 1601145 67 98 gi 
Stre 
1602662 1602693 67 98 gi 


oticus strain DSM 43156 16S ribosomal 


pt 
RN. 
Streptomycetaceae; Streptomyces. 


1640422 1640453 67 98 
ribosomal RNA, partial sequence 


gi 


Stre 
1663409 1663440 67 98 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1664949 1664980 67 98 gi 
gum strain SKF-AAD-609 16S ribosomal R 


pt 


s 
e; 


Pseudonocardineae; Pseudonocardiaceae; 
1666472 1666503 67 98 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


K 


ne 
al 


1669550 1669581 67 98 
ribosomal RNA, partial sequence 


gi 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


628834 Bacteria_16S 219878477 


219878450 
1638983 16404 


219878433 


219878432 
NA, partia 
largum Bacteria; Actinobacteria; Actinobacteridae; 


219878431 


219878429 
1668114 16695 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
628834 Bacteria_16S 


nomycineae; Actinomycetace 

1674042 1674073 67 98 gi|219878426|ref|NR_025565.1 

rain ST101170 16S ribosomal RNA, partial sequence 1672599 167407 

cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseud 
e; Amycolatopsis. 

1677062 1677093 67 98 gi|219878424|ref|NR_025563.1 

sp. nogabecina strain DSM 44586 16S ribosomal RNA, partial seque 


ref|NR_024687.1 


nocardin Actinosynne 


NR_024686.1 


eae; 
ref 
nocardineae; Actinosynne 
ref |NR_025624.1 
40 Streptomyces 
e; Streptomyceta 
ref |NR_025622.1 
sequence 159193 
eridae; Actinomy 


omycinea 


partial 
tinobact 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


ial sequ 
ae; Acti 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto 


sequence 
Actinomy 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
artial sequence 159812 
ridae; Actinomycetales; 


omycinea 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


omycinea 


A, parti 


v 


ref|NR_025589.1 


osporangineae; Nocardiop 
ref|NR_025572.1 
equence 1661967 166345 
Actinomycetales; Pseudo 


ref 
1 se 


NR_025571.1 
quence 
ibdelosporangium. 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


16650 
Pseu 


e 
es; 


ref|NR_025568.1 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 

Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Nocardiopsis aegyptia 


69 Nocardiopsis aegyptia Bacteria; 


saceae; Nocardiopsis. 
Kibdelosporangium 

6 Kibdelosporangium 

nocardineae; 


Kibdelosporangium 


1663507 1664980 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Amycolatopsis 

6 Amycolatopsis 

onocardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


628834 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


628834 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


Pseudonocardineae; Pseudonocardiaceae; 
1678579 1678610 67 98 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1680101 1680132 67 98 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 
A 


al 


Amycolato 
219878423 


219878422 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


equence 
ctinomyc 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


16786 


es; Pseu 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


628834 Bacteria_16S 


atypicum strain R 


1710755 1710786 67 98 gi 
2070 16S ribosomal RNA, partial sequence 


219878401 


ref|NR_025540.1 
1709312 1710793 Coryne 


Corynebacterium 
bacterium atypicum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


628834 Bacteria_16S 1727428 1727459 67 98 gi| 219878390 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacteriaceae; Mycobacterium. 
628834 Bacteria_16S 1728966 1728997 67 98 gi| 219878389 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
628834 Bacteria_16S 1732016 1732047 67 98 gi| 219878387 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Mycobacteriaceae; Mycobacterium. 
628834 Bacteria_16S 1741192 1741223 67 98 gi| 219878380 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
628834 Bacteria_16S 1744280 1744311 67 98 gi| 219878378 
metallicus strain R2A 16S ribosomal RNA, partial sequence 17428 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal Stre 
Nocardiopsis. 
628834 Bacteria_16S 1759569 1759600 67 98 gi| 219878366 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 17596 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
628834 Bacteria_16S 1772945 1772976 67 98 gi| 219878355 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
628834 Bacteria_16S 1775941 1775972 67 98 gi| 219878353 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 1789472 1789503 67 98 gi 
saxobsidens strain BC448 16S ribosomal RNA, partial seq 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 
Blastococcus. 
628834 Bacteria_16S 1810948 1810979 67 98 gi| 219878329 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 18109 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
628834 Bacteria_16S 1817087 1817118 67 98 gi| 219878325 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 18156 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Kibdelosporangium. 
628834 Bacteria_16S 


es; 


219878343 
uence 
Actinomyc 


1844659 1844690 68 98 
strain M577-94 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 
628834 Bacteria_16S 1849201 1849232 67 98 gi| 219878303 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinomycetaceae; Arcanobacterium. 

628834 Bacteria_16S 1859663 1859694 67 98 gi 
testudinoris strain CCUG 41823 16S ribosomal RNA, parti 


gi| 219878306 
1843183 18446 


219878295 
al sequenc 


e; 


etal 


ref 
ales 


ref 
13 Mycobacterium 
eae; 
ref 


etal 


ref 
36 Nocardiopsis 
inea 
ref 
31 1744318 Nocar 
ptos 


ref 
18 Gordonia sihwensis Bacteria; 
eae; 
ref 
83 Streptomyces 


ref 
etal 
ref 
etal 
ref 
89 Gordonia westfalica Bacteria; 
eae; 
ref 
46 1817129 Kibde 


dono 


ref 
97 Isobaculum melis Bacteria; 


ref 


ref 
e 1858220 185970 


NR_025529.1 
1725987 17274 
Corynebac 


, 
NR_025528.1 


Mycobacter 
NR_025526.1 
1730570 173206 
es; Coryneb 


NR_025519.1 


e; Nocardio 
NR_025517.1 


porangineae 
NR_025505.1 


Gordoniace 
NR_025494.1 
Streptomycet 
NR_025492.1 
1774532 177597 
es; Strepto: 


NR_025482.1 
1788037 178951 
es; Frankine 


NR_025468.1 


Gordoniacea 
NR_025464.1 
1 
cardineae; P 


NR_025445.1 


NR_025442.1 
1847763 184924 
es; Actinomy' 


NR_025434.1 


7 
it 


i 


a 


d 
; 


a 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Nocardiopsis halophila 


halophila Bacteria; 
Pp 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 
Nocardiopsaceae; 


Gordonia sihwensis 


e; Gordonia. 
Streptomyces arenae 


arenae Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 
9 Streptomyces 


mycineae; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Gordonia westfalica 


e; Gordonia. 

Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Isobaculum melis 
Arcanobacterium 
8 Arcanobacterium 


cineae; 


Corynebacterium 
1 Corynebacterium 


testudinoris Bact 
Corynebacteriacea 


628834 Bacteria_16S 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
628834 Bacteria_16S 


halophila strain 
halophila Bacteri 
Pseudonocardiacea 


628834 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


eria; Actinobacteria; Actinobacteridae; 


e; Corynebacterium. 
1867384 1867415 67 98 gi 
4 16S ribosomal RNA, partial sequence 


1887371 1887402 67 98 gi 
DSM 44411 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
e; Saccharomonospora. 

1925064 1925095 67 98 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 
2034641 2034672 67 


qu 


98 


18 


uence 


ence 


Actinomy 


219878290 


659 


omonospori 
219878274 


inomycet 
219878245 
Actinomyc 


219878172 


cetales; Corynebacterineae; 
ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025413.1 
1885917 188742 


ales; Pseudonoca 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Saccharomonospora 

1 Saccharomonospora 
rdineae; 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


ref 


628834 Bacteria_16S gi 


smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 


NR_025311.1 
2033216 203470 


Mycobacterium 
2 Mycobacterium 


smegmatis Bacteri 
Mycobacteriaceae; 


628834 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

2037713 2037744 67 98 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


628834 Bacteria_16S 


inomy 


20 
Cc 


e 
es; 


2057872 2057903 67 98 gi 


cet 


219878170 


362 
ory 


ales; Corynebacterineae; 
ref|NR_025309.1 
84 2037751 Coryne 


nebacterineae; C 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


219878153 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 


somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
Streptomycineae; 


CACGAAAGTCGGAAGTACCCAAAGCCGGTGGGGTAACCTTCGGGAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTT 
GATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTCTCTTCGGAGGCAGTGGCAGACGGGTGAGTAACGCGTGGGAATCTACCT 
AGTTCTACGGAACAACAGAGGGAAACTTCTGCTAATACCGTATACGCCCTCCGGGGGAAAGATTTATCGGAATTAGATGAGCCCGCGTAAGATTAGCTAGTTGGT 
GGGGTAATGGCCTACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAANAGTGGG 
GAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGTGGGGAAGATAATGACGGTACCCA 
CAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATTGGTCA 
GTTAGAGGTGAAATCCCGAAGCTCAACTTCGGAACTGCCTTTAATACTGCCAATCTAGAGTCCGGAAGAGGTGAGTGGAACTCCTAGTGTAGAGGTGGAATTCGT 
AGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACTATGAGAGCTAGCCGTTGGGTGGTTTACCACTCAGTGGCGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGCCCTTGACATGGCAGGACGATTTCCGGAGA 
CGGATTTCTTCACTTCGGTGACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTC 
CTAGTTGCCATCATTTAGTTGGGCACTCTAGGGAGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTAC 
ACACGTGCTACAATGGTGGTGACAGAGGGCAGCTAGTCCGCGAGGACGTGCTAATCCCAAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGA 
AGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGCC 
GGTGCGCTAACCGCAAGGAAGCAGCCGACCACGGTAGGGTCANCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTA 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGAGAAAGCTTGC 
TTTCTCGGCGTCGAGCGGCGGACGGGTGAGTAAAGTCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATGATGTCTACGGA 
CCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGATGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCG 
CGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGGAGTAGTTTTAACAGAGCTGCTTTTTGACGTTAGCTGCAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTCTGTTAAGTCAGATGTGAAAGCC 
CGGGGCTTAACCCCGGAGTTGCATTTGAAACTGGCAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAT 
ACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAAATCCGAAAGCGTGGGGAGCCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
TCTACTTGGAGGTTGTGACCTAGAGTCGTGGCTTTGGGAGCTAACGGCGTTAAGTAGACCGCCTGGGGGAGTACGGTCGCAAAGATTAAAACTCAAATGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGCCGGAAGAGATTCTGGTGTGCC 
TTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGATTGCCAGCA 
CTTCGGGTGGGAACTTCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACA 
ATGGCGTATACAGAGGGCAGCTAACTTGCGAGAGTGTGCGAATCCCAAAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCG 
CTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGCAGGTAGTTTAAC 
GGTCGGGAGGACGCTTGCCACTTGGGGTTCATGACGAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCCCTTAGAGTTTGA 
TCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGAAAGTTCTTCGGAATGAGTAAAGCGGCGAACGGGTGAGTAACGCGTGGGAA 
TCTGCCCAGTAGTGGGGGACAACGTTCCGAAAGGGACGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGAGCCC 
GCGTCAGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGG 
GGAGGAAGGCTGTTTAGTTAATACCTGAGCAGATTGACGCTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCG 
TTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGTTCGTTAAGCTAGCTGTGAAATCCCCGGGCTCAACCTGGGAATTGCAGTTAGAACTGGCGAGCTAGA 
GTATGGTAGAGGGGTGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACACCCTGGACCAATACTGACGCTGAG 
GTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGGTCCTTGAGACTTTAGTGGCGCAGCTAA 
CGCACTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAAC 
GCGAAGAACCTTACCAGGTCTTGACATCCAGTGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAATGGCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGGCAGTACAAAGGGTCGCCAAGCCGCGAGGTGGAGCTAATCCC 
ATAAAACTGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAACGTTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACTTTGTGATTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCAAGGGCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGACGAACGCT 
GGCGGCATGCCTAATACATGCAAGTCGAACGCTGAAACACTCTGCTTGCAGAGTGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGGAATCTGCCTATAAGT 
GGGGGATAACATTCGGAAACGGATGCTAATACCGCATATATTCTTGGACCGCCTGGTCCTTGAAAGAAAGACGGCTTTGCTGTCGCTTATAGATGATCCCGCGGC 
GTATTAGTTAGTTGGTGGGGTAATGGCCTACCAAGACCATGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTAGGGAATCTTCCACAATGGGTGCAAACCTGATGGAGCAATGCCGCGTGAATGAAGAAGGTCTTCGGATCGTAAAGTTCTGTTATTAGAGAAG 
AACAAGTCAAGGAGTAACTGCCTTGACTTTGACGGTACCTAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTC 
CGGAATTATTGGGCGTAAAGGGAGCGCAGGCGGTTGGAATAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAAGGTCATTGGAAACTGTCCAACTTGAATGCA 
GAAGAGGTAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTTACTGGTCTGTGATTGACGCTGAGGCTCG 
AAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGGAGTTAACGCA 
TTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGCTCTTGACATCTTCTGATCACCCTAGAGATAGGGCTTTCCCTTCGGGGACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCATAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGATAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGAGCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTTACGAGGCCGCAAGGCTTAGCGAATCTTTATAAG 
CCGTTCTCAGTTCGGATTGCTCTCTGCAACTCGAGAGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGGAATACGTTCCCGGGTCTTGTA 
CACACCGCCCGTCACACCACGAGAGTCCGTAACACCCGAAGCCGGTGGGGCAACCCTTAGGGGAGCTAGCCGTCGAAGGTGGGATGGATGATTGGGGTGAAGTCG 
TAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGCGTGCT 
TAACACATGCAAGTCGTACGCTGAAGCCTGCTTCGGTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCTTGTACTCTGGGATAAGCCCGG 
GAAACTGGGTCTAATACCGGATAGGACCATTCCTCGCATGGGGGGTGGTGGAAAGCTCCGGCGGTATGAGTTGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTG 
ATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGGGTGATACTGACGGTACCT 
GGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCG 
CGTCTGCCGTGGAAACCTACAGCTTAACTGTGGGCGTGCGGTGGATACGGGCATCACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGC 
GCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGTGCTGTCCACGTACTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGATCGCCGT 
AGAGATACGGTTTTCTTCGGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCC 
TGCGTTGCCAGCACGTAATGGTGGGGACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCT 
TCACACATGCTACAATGGCTGGTACAGAGGGTGGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTGCG 
TGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGA 


628834 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 2100580 2100611 67 
aquiterrae strain 
Bacteria; Actinobacteria; 
Nocardioides. 
628834 Bacteria_16S 
strain DSM 43030 


2059411 2059442 67 


2111275 2111306 67 


628834 Bacteria_16S 2135485 2135516 67 
strain ATCC 19422 16S ribosomal 
Bacteria; Actinobacteria; 


628834 Bacteria_16S 2165677 2165708 67 


628834 Bacteria_16S 2174801 2174832 67 


Nocardiaceae; Rhodococcus. 
628834 Bacteria_16S 2247504 2247535 67 


Streptomycetaceae; Streptomyces. 
628834 Bacteria_16S 2249081 2249112 67 


Streptomycetaceae; Streptomyces. 
628834 Bacteria_16S 2261394 2261425 67 


thermospinosisporus strain AT10 16S ribosomal RNA, partial 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 
628834 Bacteria_16S 


Streptomyces. 
2310018 2310049 67 


628834 Bacteria_16S 2328246 2328277 67 


628834 Bacteria_16S 2334241 2334272 67 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; 
628834 Bacteria_16S 
NRRL B-24104 16S 


Nocardiopsis. 
2343204 2343235 67 


628834 Bacteria_16S 2384174 2384205 67 


strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 


628834 Bacteria_16S 
chloromethanicum 
chloromethanicum 
Hyphomicrobium. 

628834 Bacteria_16S 


2400804 2400871 26 


2410047 2410078 67 


salina strain YIM90002 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetale 


Streptomonospora. 


628834 Bacteria_16S 2422461 2422492 67 


Nocardiaceae; Rhodococcus. 
628834 Bacteria_16S 2497738 2497769 67 
strain DNP505 16S 


628834 Bacteria_16S 2519042 2519073 67 


Streptomycetaceae; Streptomyces. 
628834 Bacteria_16S 2553304 2553335 67 
albus strain JL 83 16S ribosomal RNA, 


Streptacidiphilus. 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
Mycobacterium; Mycobacterium tuberculosis complex. 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 


98 gi 


98 gi 


GW-9 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


98 gi 


98 gi 


98 gi 


98 gi 


98 gi 


98 gi 


98 gi 


98 gi 
Strepto 
98 gi 


98 gi 


98 gi 


98 gi 


92 gi 


98 gi 


98 gi 


98 gi 


98 gi 


98 gi 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219878152 
strain B19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


219878122 
2099138 2100621 Nocardioides aquiterrae 


219873436 
16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219857625 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219857619 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 217485 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; 


219857568 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 


219857567 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


219857559 


219857523 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
219857511 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219857507 


219857500 
2341772 23432 


219857471 


219857460 
strain CM2 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteobact 


219857454 


219857445 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequ 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 


219857385 
2496307 24977 


219857365 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequ 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; A 


219857342 


ref |NR_025291.1 
2057971 205946 


ref|NR_025261.1 
Propionibacterineae; 


ref|NR_025250.1 


ref |NR_025234.1 


Streptomyces 
9 Streptomyces 


Actinomycetales; Streptomycineae; 


Nocardioides 
Nocardioidaceae; 


Streptomyces humiferus 


humiferus Bacteria; 
Streptomycineae; Streptomycetaceae; 
219857645 


Streptomyces. 
Mycobacterium microti 


2134040 2135523 Mycobacterium microti 


ref |NR_025214.1 


ref |NR_025208.1 


Actinomycetales; 


ref|NR_025156.1 
2246040 224756 
Actinomycetales; Strept 


Actinomycetales; Strept 


ref|NR_025147.1 
sequence 2259931 226145 


ref|NR_025111.1 


sporangineae; 
ref 


Streptosp 
NR_025099.1 


Mycobacteri 
ref|NR_025095.1 
sequence 2332775 233429 
Actinomycetales; Strept 
ref |NR_025088.1 
ocardineae; Pseudonocar 
ref|NR_025059.1 

2382752 2384208 Nocard 
acterineae; Nocardiacea 
ref|NR_025048.1 
uence 2399427 240087 
eria; Rhizobiales; Hyph 


ref |NR_025042.1 
2408577 2410105 Strept 
s; Streptosporangineae; 


ref|NR_025033.1 
ence 2421026 242250 
Actinomycetales; Coryn 
ref |NR_024973.1 
acterineae; Nocardiacea 
ref |NR_024953.1 
ence 2517611 251909 
ctinomycetales; 


Corynebacterineae; Mycobacteriaceae; 


Mycobacterium marinum 
marinum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Rhodococcus 
9 Rhodococcus 


Corynebacterineae; 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 


Streptomycineae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Nocardiopsis 

9 Nocardiopsis 
osporangineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Hyphomicrobium 

3 Hyphomicrobium 
omicrobiaceae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


ref |NR_024930.1 
2551853 2553362 Strept 
Streptomycineae; 


Streptacidiphilus 
acidiphilus albus 


Streptomycetaceae; 


628834 Bacteria_16S 
carbonis strain JL 415 16S ribosomal RNA, 


Bacteria; Actinob 
Streptacidiphilus 


628834 Bacteria_16S 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
628834 Bacteria_16S 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
628834 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


628834 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


628834 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


628834 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


628834 Bacteria_16S 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


628834 Bacteria_16S 


strain JCM 9920 1 
Actinobacteria; A 


628834 Bacteria_16S 


strain JCM 4662 1 
Actinobacteria; A 


628834 Bacteria_16S 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


628834 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


628834 Bacteria_16S 


minutisporangium 


2554865 2554896 67 98 gi 
complete sequ 
acteria; Actinobacteridae; Actinomycetal 


2611833 2611864 67 98 gi 


2613360 2613391 67 98 gi 


2657622 2657653 67 98 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2659146 2659177 67 98 gi 
NRRL B-3381 16S ribosomal RNA, partial 


1 


s 


Aeromicrobium. 

2668008 2668039 67 98 gi 
43856 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


en 
al 
2669523 2669554 67 98 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 

2693598 2693629 67 98 gi 
TT 00-51 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
eae; Planotetraspora. 
2774581 2774612 67 


ue 
in 


98 gi 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
2776119 2776150 67 98 


pt 


ctinobacteridae; Actinomycetales; Stre 
2777658 2777689 67 98 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2797053 2797084 67 98 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2798573 2798604 67 98 gi 
strain IFO 15962 16S ribosomal RNA, pa 


pt 
se 


, 


al 
e; 


rt 


do 
219857257 


do 
219857219 


da 


a; Actinobacteria; Actinobacteridae; Act 


6S ribosomal RNA, partial sequence 2773134 27 


6S ribosomal RNA, partial sequence 2774670 27 


Actino: 


219857341 
en 


ce 25 
es; S 


219857258 


nocar 


nocar 


seque 
e; Ac 


219857218 


equen 


219857212 


ce 26 
es; P 


219857211 


nce 
omyce 


219857193 


ence 
inomy 


219857135 


omyci 


219857133 


omyci 


219857132 


quenc 


219857119 


sequ 
Acti 


219857118 


ial s 


inomyc 


ref |NR_024929.1 
13 2554923 Strep 
ptomycineae; St 


534 
tre r 


ref|NR_024889.1 


dineae; Pseudonocar 
ref|NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024847.1 

2656189 265766 
omycetales; Pro 


din 


n 
t 


ce 
in 


ref|NR_024846.1 
2657714 265918 
ales; Propioniba 


ce 


et 


v 


ref |NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


6 
s 


65 
eu 


ref|NR_024839.1 
2668117 266958 
tal Pseudonocard 
NR_024821.1 
3 
cet Streptospo 
ref|NR_024763.1 
19 Streptomyces 
e; Streptomyceta 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomyceta 
ref|NR_024760.1 

2776208 277769 
etales; Streptom 


746 
nea 


761 
nea 


e 
myc 


ref|NR_024747.1 
nce 2795622 279709 
omycetales; Microm 


e 
n 


ref 
ence 


NR_024746.1 


e 279714 


qu 


re 


Pp 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 

alba Bacteria; 

diaceae; Amycolatopsis. 
Nocardioides 

3 Nocardioides 

ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Planotetraspora 
9 Planotetraspora 


rangineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 
ycineae; 


Actinoplanes 
4 Actinoplanes 
onosporineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 


628834 Bacteria_16S 


strain IFO 12513 
Actinobacteria; A 
628834 Bacteria_ 
strain IFO 13911 
Actinobacteria; A 
628834 Bacteria_ 
strain IFO 14915 
Actinobacteria; A 
628834 Bacteria_ 
strain IFO 12512 
Actinobacteria; A 


628834 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


628834 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


628834 Bacteria_16S 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 


osporangiaceae; Cryptosporangium. 
2800095 2800126 67 98 gi 
ctinobacteridae; Actinomycetales; Micr 
6S 2801618 2801649 67 98 gi 


ctinobacteridae; Actinomycetales; Micr 
6S 2803139 2803170 67 98 gi 
ctinobacteridae; Actinomycetales; Microm 
6S 2804660 2804691 67 98 gi 


ctinobacteridae; Actinomycetales; Micr 
2806183 2806214 67 98 gi 


om 


16S ribosomal RNA, partial sequence 2798665 28 
omonosp' 
219857116 
16S ribosomal RNA, partial sequence 2800187 28 
omonosp 
219857115 
16S ribosomal RNA, partial sequence 2801710 28 


16S ribosomal RNA, partial sequence 2803231 28 


in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2807704 2807735 67 98 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
2809226 2809257 67 


98 gi 


1 
; 


2 
1 
7 


219857117 


onosp 


219857114 


onosp 


219857113 


seque 
Actin 


19857112 


seque 
Actin 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref |NR_024741.1 

2804752 280622 
cetales; Micromo 


0 
fo) 


01 
ri 


0 
fo} 


16 
ri 


0 
fo} 


31 
ri 


047 
ori 


nce 
omy 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


nce 
omy’ 


219857111 


ref|NR_024739.1 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


2807796 280926 


Actinoplanes 
7 Actinoplanes 


campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


628834 Bacteria_ 
strain IFO 12702 


628834 Bacteria_ 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


628834 Bacteria_ 


strain IMC S-0802 
Actinobacteria; Actinobacteridae; Actinomycetales; 


628834 Bacteria_ 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


628834 Bacteria_ 


IFO 16102 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


628834 Bacteria_ 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


628834 Bacteria_ 
ochraceum strain 


ochraceum Bacteri 
Micromonosporacea 


628834 Bacteria_ 


brevicatena strai 
brevicatena Bacte 


Sporichthya. 
628834 Bacteria_ 
strain IFO 16068 


16S 2827255 2827286 67 98 gi| 219856906 


kineae; 
219856903 
equence 


16S 2831838 2831869 67 98 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 2833376 2833407 67 98 gi 
16S ribosomal RNA, partial sequence 
Stre 
16S 2938966 2938997 67 98 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 

16S 2940487 2940518 67 
osomal RNA, partial sequence 


219856902 
28319 
pt 
219856831 
1 

98 gi| 219856830 
2939058 29405 
do 
219856829 
equence 
Actinomyc 


16S 2942006 2942037 67 98 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

16S 2943522 2943553 67 98 gi| 219856828 
YU655-43 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Actinomycet 
e; Virgisporangium. 

16S 2945038 2945069 67 98 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


219856827 
sequence 
Actinomyc 


16S 2955609 2955640 67 98 gi| 219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


16S ribosomal RNA, partial sequence 2825825 28272 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran Sp 


Actinomyc 


omycinea 


sequence 
Actinomy 


nocardin 


ref|NR_024727.1 
orichthyaceae; 
ref|NR_024724.1 

2830390 28318 
etales; Strepto 


ref |NR_024723.1 
28 2833415 Strep 
e; Streptomycet 
ref|NR_024650.1 

2937540 29390 
cetales; Pseudo 
ref|NR_024649.1 
eae; Actinosynn 
ref|NR_024648.1 

2940579 29420 
etales; Micromo 


ref |NR_024647.1 
2942098 29435 
ales; Micromono 


v 


ref|NR_024646.1 
2943614 294507 
etales; 


ref |NR_024639.1 


7 
mycineae; 


a 
a 


0 
n 


4 
n 


6 
s 


Frankine 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
Ss 


porichthya. 
Streptomyces 
7 Streptomyces 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Actinoalloteichus 

7 Actinoalloteichus 

ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
e 


mataceae; Lentzea. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Sporichthya 
9 Sporichthya 


ae; Sporichthyaceae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

628834 Bacteria_16S 2978418 2978449 67 98 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 2979949 2979980 67 98 gi| 219846937 |ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 2981485 2981516 67 98 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 2986064 2986095 67 98 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

628834 Bacteria_16S 2987588 2987619 67 98 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

628834 Bacteria_16S 2989115 2989146 67 98 gi|219846931|ref|NR_026523.1| Skermania piniformis 


strain IFO 15059 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
628834 Bacteria_16S 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


628834 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


628834 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


628834 Bacteria_16S 


strain ATCC 25470 
Actinobacteria; A 


628834 Bacteria_16S 


falsenii CCUG 336 


16S ribosomal RNA, partial sequence 2987680 29891 
nebacterin 
219846916 
equence 

e; Actinom 


3011833 3011864 67 98 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 
3046795 3046830 63 98 gi|219846891 
HKI 0125 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Actinomycet 
e; Ornithinicoccus. 

3104014 3104045 67 98 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3105540 3105571 67 98 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 


219846853 
quence 

; Actinomy: 
219846852 
31040 
ptomycinea 


e; 


eae; Gordoniacea 
ref|NR_026508.1 

3010413 301189 
ycetales; Franki 


ref |NR_026483.1 
3045360 304685 
ales; Micrococci 


ref |NR_026445.1 
102586 310404 


cetales; Micromo 


Ww 


ref|NR_026444.1 
98 3105578 Strept 
Streptomyceta 


3149077 3149108 67 98 gi 
51 16S ribosomal RNA, partial sequence 


219846823 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Modestobacter 
4 Modestobacter 
neae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 


ref|NR_026415.1 


Corynebacterium 


3147642 3149116 Corynebacterium falsenii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


628834 Bacteria_16S 3167420 3167443 70 93 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
628834 Bacteria_16S 3170452 3170475 70 93 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
628834 Bacteria_16S 3176546 3176577 67 98 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

628834 Bacteria_16S 3208481 3208512 67 98 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

628834 Bacteria_16S 3214460 3214491 67 98 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

628834 Bacteria_16S 3215982 3216013 67 98 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

628834 Bacteria_16S 3237262 3237293 67 98 gi| 219846763 |ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 3322111 3322142 67 98 gi|219846705|ref|NR_026297.1| Gordonia hirsuta 
strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

628834 Bacteria_16S 3325164 3325195 67 98 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

628834 Bacteria_16S 3329731 3329762 67 98 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

628834 Bacteria_16S 3331260 3331291 67 98 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
628834 Bacteria_16S 3341818 3341849 67 98 gi|219846690|ref|NR_026282.1 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosari 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
Micromonospora. 

628834 Bacteria_16S 3344865 3344896 67 98 gi|219846688|ref|NR_026280.1 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micro 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonospora. 

628834 Bacteria_16S 3346392 3346423 67 98 gi| 219846687 |ref|NR_026279.1 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micro 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonospora. 

628834 Bacteria_16S 3381582 3381613 67 98 gi|219846662|ref|NR_026254.1 
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628834 Bacteria_16S 3476413 3476444 67 98 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

628834 Bacteria_16S 3477939 3477970 67 98 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

628834 Bacteria_16S 3485441 3485472 67 98 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
628834 Bacteria_16S 3487008 3487039 67 98 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 3491635 3491666 67 98 gi| 219846582 |ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 3493168 3493199 67 98 gi|219846581|ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

628834 Bacteria_16S 3503533 3503568 63 98 gi|219846574|ref|NR_026166.1| Brevibacterium linens 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
628834 Bacteria_16S 3625156 3625187 67 98 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
628834 Bacteria_16S 3637449 3637480 67 98 gi| 219846481 |ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

628834 Bacteria_16S 3638995 3639026 67 98 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 3640547 3640578 67 98 gi| 219846479 |ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

628834 Bacteria_16S 3665040 3665071 67 98 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

628834 Bacteria_16S 3722388 3722419 67 98 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

628834 Bacteria_16S 3902227 3902258 67 98 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 
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628834 Bacteria_16S 4012552 4012587 63 98 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
628834 Bacteria_16S 4039889 4039920 67 98 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

628834 Bacteria_16S 4063931 4063962 67 98 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

628834 Bacteria_16S 4116766 4116797 67 98 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
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628834 Bacteria_16S 836373 836395 70 92 gi|265678489|ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

628834 Bacteria_16S 863617 863643 66 92 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

628834 Bacteria_16S 952553 952591 60 98 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

628834 Bacteria_16S 969442 969464 76 98 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

628834 Bacteria_16S 981545 981567 70 92 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 
628834 Bacteria_16S 1062608 1062638 68 98 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

628834 Bacteria_16S 1104596 1104618 70 92 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

628834 Bacteria_16S 1260306 1260328 70 92 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

628834 Bacteria_16S 1300823 1300845 76 98 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
628834 Bacteria_16S 1346822 1346856 64 98 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

628834 Bacteria_16S 1405495 1405517 70 92 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

628834 Bacteria_16S 1455891 1455913 70 92 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
628834 Bacteria_16S 1460222 1460244 70 92 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

628834 Bacteria_16S 1571957 1571979 70 92 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
628834 Bacteria_16S 1632880 1632906 66 92 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 

628834 Bacteria_16S 1715279 1715309 68 98 gi|219878398|ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

628834 Bacteria_16S 1761032 1761066 64 98 gi|219878365|ref|NR_025504.1| Brachybacterium 


Proteob 


16S 628818 628840 70 92 
bosomal RNA, partial sequence 
ammaproteobacteria; 
16S 710163 710185 

16S ribosomal RNA, 
ammaproteobacteria; Vibrionales; Vibri 
16S 779735 779785 41 90 gi 
2ac9 16S ribosomal RNA, partial sequen 


gi 


Enterobacteriales; 
70 92 gi 
partial sequence 


16S 792018 792040 70 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
16S 834871 834893 70 92 gi 


train Barker I 16S ribosomal RNA, part 


92 gi 


627341 62884 
Enterobac 


acteria; Deltaproteobacteria; Desulfob 


complete sequence 790537 79204 
sychromona 


265678633 


265678576 

70866 
onaceae; 
265678526 
ce 77827 
acterales; 
265678518 


265678490 


Aliiv 


ial sequen 


ref |NR_028938.1| Morganella morganii 
2 Morganella morganii Bacteria; 
teriaceae; Morganella. 

ref|NR_028881.1| Aliivibrio wodanis 

8 710188 Aliivibrio wodanis Bacteria; 
ibrio. 
ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028821.1 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 
ref|NR_028793.1| Zymomonas mobilis 
ce 833445 834896 Zymomonas mobilis 


Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Psychromonas arctica 


sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 


Brachybacterium. 


1759669 1761073 Brachybacterium 


628834 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


628834 Bacteria_16S 
strain 2674 16S r 
G 
628834 Bacteria_16S 
haemolyticum stra 


Proteobacteria; 


haemolyticum DSM 
Actinomycetaceae; 


628834 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; 


strain MK405 16S 
Tenericutes; Moll 


628834 Bacteria_16S 
lagogenitalium st 
lagogenitalium Ba 
628834 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


628834 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


628834 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


628834 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


628834 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


628834 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


628834 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


628834 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


628834 Bacteria_16S 


asinigenitalis st 


asinigenitalis Ba 
628834 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


628834 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


628834 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


G 
628834 Bacteria_16S 


1762553 1762587 64 98 gi|219878364|ref|NR_025503.1 
LMG 20336 16S ribosomal RNA, partial sequence 1761124 176259 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
1929738 1929760 70 92 gi| 219878242 |ref|NR_025381.1 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1981356 1981378 76 98 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

2171825 2171847 70 92 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2202114 2202136 70 92 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2203635 2203657 70 92 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2208159 2208181 70 92 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211190 2211212 70 92 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2293451 2293473 70 92 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2446601 2446623 70 92 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2452705 2452727 70 92 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2500820 2500842 70 92 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2505389 2505417 70 98 gi 
Rl 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2547283 2547321 60 98 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
2576488 2576510 70 92 gi 
rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
2660675 2660697 76 98 gi 

16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


or 


al 
ba 


se 


eq 
la 


Ss; 


na 
1 
ti 


Oc 


sp 


ma. 


se 
er 


al 


2773054 2773076 76 98 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 


eq 
Ac 


, 


1928261 19297 


219878208 


219857621 


219857598 


2200688 22021 


219857597 


219857594 


2206719 22081 


219857592 


2209746 22112 


219857536 


219857422 


219857418 


219857382 


2499368 25008 


219857379 


219857346 


219857284 


219857217 


219857136 


itellaceae; Moritella. 
ref |NR_025347.1 
e 1979903 198138 


Actinomycetale 


sequenc 
cteridae 


, 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025186.1 


21703 
udomonad 


ref|NR_025185.1 

2202199 220366 
e; Mycoplasma. 
ref|NR_025182.1 


uence 
smatacea 


ref|NR_025180.1 


ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025010.1 
2445148 2446624 Alishe 
dales; Alteromonadaceae; 
ref|NR_025006.1 

2451243 245274 
ceae; Seinonell 


ref |NR_024970.1 


22920 
Helicob 


sequence 
nomyceta 


yclaceae; Azoarcus. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 
ref|NR_024915.1 

2575008 257651 
holderiales; Alc 
ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae 


25039 
iraceae; 


25458 
monadace 7 
quence 
ia; Burk 


26592 
Prop 


es; H 


ref|NR_024764.1 
2771601 277308 
tales; Streptomy 


uence 
tinomyce 


2818255 2818281 66 92 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


1 
si 


628834 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


628834 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


628834 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


628834 Bacteria_16S 


DSM 11303 16S rib 
Deinococcus-Therm 


2920984 2921006 70 92 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


1 
ct 


2922542 2922564 70 92 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2937466 2937488 70 92 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


ue 
al 


eq 
a; 


3147546 3147568 70 
osomal RNA, partial sequence 
us; Deinococci; Deinococcales; 


92 gi 


Deinococc 


219856912 


219856843 


219856842 


219856832 


219846824 
3146120 3147591 Deinococcus murrayi Bacteria; 


ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


sequence 
pelotric 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


sequence 
eria; Ps 


ref|NR_024661.1 
2921059 292256 
cteriaceae; Euba 
ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


nce 
es; Euba 
uence 

Rhodosp 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Helicobacter aurati 

bacter aurati Bacteria; 

cobacter. 

Alishewanella fetalis 

wanella fetalis 
Alishewanella. 
Seinonella 

3 Seinonella 


a. 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Sporobacterium 
acterium olearium 


Hylemonella gracilis 
nella gracilis Bacteria; 


Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 
Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Streptomyces 
3 Streptomyces 
cineae; 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Eubacterium 
6 Eubacterium 
cterium. 

Acidiphilium 
9 Acidiphilium 
bacteraceae; 


ref|NR_026416.1 


aceae; Deinococcus. 


Deinococcus murrayi 


628834 Bacteria_16S 3168936 3168958 70 92 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
628834 Bacteria_16S 3171969 3171991 70 92 gi|219846807|ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

628834 Bacteria_16S 3347927 3347949 76 98 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

628834 Bacteria_16S 3349453 3349475 76 98 gi|219846685|ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

628834 Bacteria_16S 3357144 3357178 64 98 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 
628834 Bacteria_16S 3358708 3358742 64 98 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

628834 Bacteria_16S 3360270 3360304 64 98 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

628834 Bacteria_16S 3547946 3547980 64 98 gi|219846545|ref|NR_026137.1| Porphyromonas cansulci 
strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

628834 Bacteria_16S 3613412 3613434 70 92 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

628834 Bacteria_16S 3719320 3719342 70 92 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

628834 Bacteria_16S 3751858 3751880 70 92 gi|219846398|ref|NR_025989.1| Mycoplasma 
ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 3750418 3751892 Mycoplasma 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 3754898 3754920 70 92 gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi 


strain M165/69 16 
Tenericutes; Moll 


628834 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


628834 Bacteria_16S 


strain PS-1 16S r 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3753459 37549 


3790984 3791010 66 92 gi|219846370|ref|NR_025961.1 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3798588 3798610 70 92 gi|219846364|ref|NR_025955.1 
ibosomal RNA, partial sequence 3797117 37986 


32 Mycoplasma bovoculi Bacteria; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

628834 Bacteria_16S 3813806 3813828 70 92 gi|219846354|ref|NR_025945.1| Aeromonas 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 

628834 Bacteria_16S 3816879 3816901 70 92 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

628834 Bacteria_16S 3951768 3951790 70 92 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

628834 Bacteria_16S 3953324 3953346 70 92 gi|219846257|ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

628834 Bacteria_16S 4009535 4009557 70 92 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

628834 Bacteria_16S 4032317 4032339 76 98 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
628834 Bacteria_16S 4035421 4035443 76 98 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 


lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 


Glycomycetaceae; 


Glycomyces. 


628834 Bacteria_16S 


628834 Bacteria_16S 
strain DSAl1 16S r 


628834 Bacteria_16S 
roseosalivarius s 
roseosalivarius B 
Hymenobacter. 
628834 Bacteria_16S 
flavescens strain 
Bacteria; Actinob 
Microbacterium. 
628834 Bacteria_16S 
G33 16S ribosomal 
Actinobacteridae; 


4110761 4110783 76 98 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 

4112327 4112349 76 98 gi|219846144|ref|NR_025734.1| Kribbella solani 

ibosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 

19528 19549 77 98 gi|265679051|ref|NR_029359.1| Hymenobacter 

train AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 

33361 33382 77 98 gi| 265679042 |ref|NR_029350.1| Microbacterium 

401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

110421 110442 77 98 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 

RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
137958 137979 77 98 gi|265678971|ref|NR_029279.1| Oerskovia turbata 


628834 Bacteria_16S 


strain 27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


628834 Bacteria_16S 
strain 55134 16S 


ribosomal RNA, partial sequence 


145567 145588 77 98 gi 


136495 13800 
Micrococcineae; 
265678966 
144082 14559 


Ce 


ref |NR_029274.1 


4 Oerskovia turbata Bacteria; 
1lulomonadac 


eae; Oerskovia. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

628834 Bacteria_16S 159312 159333 77 98 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

628834 Bacteria_16S 294956 294977 77 98 gi|265678864|ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

628834 Bacteria_16S 336218 336239 77 98 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
628834 Bacteria_16S 337786 337807 77 98 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

628834 Bacteria_16S 339350 339371 77 98 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
628834 Bacteria_16S 360125 360146 77 98 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
628834 Bacteria_16S 378167 378188 77 98 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

628834 Bacteria_16S 390376 390397 77 98 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

628834 Bacteria_16S 398045 398066 77 98 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

628834 Bacteria_16S 407344 407365 77 98 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 


strain XILO8 16S ribosomal RNA, 


complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


Xylanibacterium. 
628834 Bacteria_16S 
F89 16S ribosomal 
Flavobacteria; Fl 
628834 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 


Micrococcaceae; Nesterenkonia. 


628834 Bacteria_16S 
strain QH3A7 16S 


ribosomal RNA, 


complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


628834 Bacteria_16S 


520987 521008 77 98 


gi 


405881 40739 


488917 49045 


265678705 


occineae; 
ref 


Jonesiaceae; 
NR_029010.1 


3 Xylanibacterium ulmi Bacteria; 


occineae; Promicromonosporaceae; 

425942 425963 77 98 gi|265678771|ref|NR_029076.1| Formosa algae strain 
RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Formosa. 

427507 427528 77 98 gi|265678770|ref|NR_029075.1| Nesterenkonia 
ain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

490402 490423 77 98 gi| 265678725 |ref|NR_029030.1| Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 
Jonesia. 


Flavobacterium 


micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 


Bacteria; 


Bacteroidetes; 


Flavobacteria; Flavobacteriales; 


Flavobacteriaceae; 


Flavobacterium. 


AGCCCATGGCCCAACCGGTTTTGCCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATC 
ACCTCCTTAAGCTTGGTACCCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGTTTGATCCTGGCTCAGGACGAACGCTGGC 
GGCGTGCCTAATACATGCAAGTGGAACGCACAAGGTGCACCGTAGTTTACTACACCGTACTTTGTGAGTCGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTT 
TTAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAGATATCTTACTGCATGGTAAGATATTAAAAGATGCAATTGCATCACTAAGAGATGGACCTG 
CGTTGTATTAGCTAGTAGGTGAGGTAACGGCTCACCTAGGCAACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGA 
GAAGAACGAGTGTGAGAGTGGAAAGTTCACACTGTGACGGTAACTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCG 
TTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTACGCTTTGGAAACTGTTTAACTTGAG 
TGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGG 
CTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGTCCTTTCCGGGACTCAGTGCCGCAGCTAA 
CGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGAAGAACCTTACCAGGTCTTGACATCCCGGTGCCCGTCCTAGAGATAGGATTTTGCTTCGGCACACCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAG 
GTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCAAGTCGGTGACGGCAAGCTAATCTCTT 
AAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGT 
CGTAACAAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTCAGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAA 
AGGCCCAGCTTGCTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATA 
TTCACTTTCTCTCGCATGGGGGTTGGTGGAAAGCTTTTGCGGTTCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACG 
GGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCAGGGACGAAGCGTGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGGAATTCTGCAACT 
CAATTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAG 
GTGTGGGACTCTTTTCACGGGTTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCTACCGGACCGCTCCAGAGATGGGGCTTCCCTTGTGGCTG 
GTAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGCGTAATGGCGG 
GGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTA 
CAGAGGGCTGCGATATCGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCG 
CAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGG 
GAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGGGATTGCTTGCAATCCCGAGTAGAGT 
GGCGCACGGGTGAGTAACACGTAGATAATCTGCCTTCAAGCCTGGGATAACTATTCGAAAGGGTAGCTAATACCGGATAAAGTCGATTTACACAAGTAGATTGAT 
GAAAGATTGCCTCTTCTTGAAAGCAATTGTTTGGAGATGAGTTTGCGTACCATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATGGTTAGCTGGTCT 
GAGAGGATGATCAGCCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCC 
GCGTGAGTGAAGAAGGCCTTTGGGTCGTAAAGCTCTGTCAACAGGGAAGAAGTTACAATTGTTTAACAGATGGTTGTATTGACGGTACCTGTGGAGGAAGCGCCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGGCGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGTCTTGTCCGTCAGGTGTGAAAG 
CTCGGGGCTCAACCCCGGAAGTGCACTTGAAACAGCAAGACTTGAATACGGGAGAGGAAAGCGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGA 
ACACCGATGGCGAAGGCAGCTTTCTGGACCGATATTGACGCTGAGGCGCGAAGGCGTGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCACGCAGTAAACGTT 
GTACACTCGGTGTAGCGGGTATTAAAACCTGCTGTGCCCAAGCTAACGCATTAAGTGTACCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGACATCCTGTGAATATCCCGTAATTGGGATAGTGCCT 
TCGGGAGCACAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGCAACCCTTATCGTTAGTTGCCAGCAT 
TTAAAGATGGGAACTCTAACGAGACTGCCCGGGTCAACCGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATATCCAGGGCTACACACGTGCTACA 
ATGGTAGGTACAAAGGGCAGCGACTCCGCAAGGGGAAGCCAATCCCAAAAGCCTATCTCAGTCCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATATGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTATACCCGACGTCGCTGGGCTAACT 
TTTAGAGGCAGGCGCCTAAGGTATGGTCGATAACTGGGGTGAAGTCGTAACAAGGGAACCATGAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGAGTGCTTGCACTCTAGTGGCGAACGGGTGAGTAACACGTAGGTAACCTACCCCAAAGATG 
AGGATAACAGTTGGAAACGATTGCTAATACTCAATAGTTAATAGGAAGGCATCTTCTTATTATTAAAGATCCGTATGGATTACTTTGGGAGGGACCTGCGTCGCA 
TTAGCTAGTTGGTGAGGTAGTAGCTCACCAAGGCGATGATGCGTAGCCGGACTGAGAGGTTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAATGAAGAAGCACTTAGGTGCGTAAAATTCTTTTATTAGGGAAGAAT 
AGCTAGTATAGGAAATGATATTAGTGTGACGGTACCTAATGAATAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGG 
AATTATTGGGCGTAAAGGGTGAGTAGGCGGCTACTTAAGTTTGAGGTATAAGCACAGTGCTTAACGCTGTGAGGCTTTGAAAACTGGGTAGCTAGAGTTAGATAG 
AGGCAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGTCTATACTGACGCTGAGGCACGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTCGGAAGAATTCGGTGCTGTAGTTAACGCAATAAGTACTCCG 
CCTGAGTAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGACCCCGCACAAGCGGTGGATCATGTTGTTTAATTCGAAGATACGCGAAGAACCTTACCA 
GGTCTTGACATCCCCTGCAAAGCTATGGAGACATAGTGGAGGTTATCAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGT 
CCGGTAACGAGCGCAACCCTCGTTGTTAGTTGCCATCATTAAGTTGGGGACTCTAACAAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGACCTGGGCTACAAACGTGATACAATGGCTGAAACAAAGGGAAGCGAAAGGGTGACCTGGAGCAAAACTCATAAAAACAGTCTCAGTTCGGA 
TTGAAGTCTGCAACTCGACTTCATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAACGTCGCGGTGAATACGTTCTCGGGGTTTGTACACACCGCCCGTCAAAC 
CACGAAAGTCAGCAATACCCAAAACCGGTGGCCTAACCTGCAAAGGAGGGAGCCGTCTAAGGTAGGGTTGATGATTGGGGTTAAGTCGTAACAAGGTATCCGGAA 
GGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGC 
AAGTCGAACGGTGATCATCAAGCTTGCTTGGTGTGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTCCACTTCGGGATAAGCCTTGGAAACGGG 
GTCTAATACCGGATATGAGCTTCACCTGCATGGGTGGGGTTGGAAAGTTTTTCGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTAC 
CAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGAAAGCCTGATGCAGCGACGCCGCGTGGAGGATGACGGCCTTCGGGTTGTAAACTCCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGC 
GCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGGTGTG 
AAATCCCGAGGCTCAACCTCGGGCTTGCATCGGGTACGGGCGGACTAGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCACATATCAGG 
AGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAA 
CGTTGGGCACTAGGTGTGGGGGCCATTCCACGGTCCCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAACATCTAGAGATAGGTGC 
CCCGCAAGGTCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGC 
GGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTA 
CAATGGCCGGTACAGAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGT 
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522514 522535 77 98 gi|265678704|ref|NR_029009.1| Flavobacterium 

n R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 

ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
571386 571407 77 98 gi|265678672|ref|NR_028977.1| Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 
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2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 


dibacter. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 

coccineae; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Propionibacterium 
Propionibacterium 


ionibacterineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Nonomuraea longicatena 

raea longicatena 
Streptosporangiaceae; 


Microbacterium 
acterium halophilum 


obacteriaceae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Isoptericola 
ricola variabilis 
icromonosporaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


Neochlamydia 
9 Neochlamydia 
Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
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Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
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pecorum E58 Bacteria; 
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NR_027226.1 
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1420664 1422164 Arthrobacter 


psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

628834 Bacteria_16S 1454348 1454369 77 98 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
628834 Bacteria_16S 1461765 1461786 77 98 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

628834 Bacteria_16S 1537324 1537345 77 98 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
628834 Bacteria_16S 1538884 1538905 77 98 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
628834 Bacteria_16S 1604236 1604257 77 98 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
628834 Bacteria_16S 1605772 1605793 77 98 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

628834 Bacteria_16S 1617736 1617757 77 98 gi| 219878465 |ref|NR_025604.1| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 
628834 Bacteria_16S 1619259 1619280 77 98 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

628834 Bacteria_16S 1620782 1620803 77 98 gi| 219878463 |ref|NR_025602.1| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 
628834 Bacteria_16S 1622305 1622326 77 98 gi|219878462|ref|NR_025601.1]| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 
628834 Bacteria_16S 1626819 1626840 77 98 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 
628834 Bacteria_16S 1628340 1628361 77 98 gi|219878458|ref|NR_025597.1| Flavobacterium 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavobacterium frigoris 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

628834 Bacteria_16S 1716822 1716843 77 98 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 


628834 Bacteria_16S 1719898 1719919 77 98 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

628834 Bacteria_16S 1774453 1774474 77 98 gi|219878354|ref|NR_025493.1] Streptomyces 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
628834 Bacteria_16S 1806365 1806386 77 98 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 
628834 Bacteria_16S 1807903 1807924 77 98 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
628834 Bacteria_16S 1812485 1812506 77 98 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
628834 Bacteria_16S 1818638 1818659 77 98 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 


628834 Bacteria_16S 1823219 1823240 77 98 gi|219878321|ref|NR_025460.1 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
628834 Bacteria_16S 1920525 1920546 77 98 gi| 219878248 |ref|NR_025387.1 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 192055 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriace 
628834 Bacteria_16S 1922033 1922054 77 98 gi| 219878247 |ref|NR_025386.1 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 192206 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 
Chryseobacterium. 

628834 Bacteria_16S 1949519 1949540 77 98 gi|219878229|ref|NR_025368.1 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 194955 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

628834 Bacteria_16S 1958528 1958549 77 98 gi| 219878223 |ref|NR_025362.1 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 19585 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
628834 Bacteria_16S 1960081 1960102 77 98 gi|219878222|ref|NR_025361.1 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 19601 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
628834 Bacteria_16S 2036205 2036226 77 98 gi|219878171|ref|NR_025310.1 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
628834 Bacteria_16S 2063906 2063927 77 98 gi|219878148|ref|NR_025287.1 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
628834 Bacteria_16S 2065430 2065451 77 98 gi| 219878147 |ref|NR_025286.1 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
628834 Bacteria_16S 2066960 2066981 77 98 gi|219878146|ref|NR_025285.1 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Microc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
628834 Bacteria_16S 2077701 2077722 77 98 gi|219878138|ref|NR_025277.1 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 207775 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Propionibacteriaceae; Propionibacterium. 

628834 Bacteria_16S 2079265 2079286 77 98 gi| 219878137 |ref|NR_025276.1 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 207932 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionib 
Propionibacteriaceae; Propionibacterium. 

628834 Bacteria_16S 2080817 2080838 77 98 gi|219878136|ref|NR_025275.1 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 208087 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
Propionibacteriaceae; Propionimicrobium. 

628834 Bacteria_16S 2082371 2082392 77 98 gi|219878135|ref|NR_025274.1 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propio 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacterium. 

628834 Bacteria_16S 2180858 2180879 77 98 gi|219857613|ref|NR_025202.1 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 218088 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteria 
628834 Bacteria_16S 2182374 2182395 77 98 gi|219857612|ref|NR_025201.1 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 218240 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 
628834 Bacteria_16S 2199098 2199127 63 92 gi|219857600|ref|NR_025188.1 
strain 128 16S ribosomal RNA, partial sequence 2197691 21991 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2205128 2205157 63 92 gi|219857596|ref|NR_025184.1 
strain 486 16S ribosomal RNA, partial sequence 2203720 22051 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2212682 2212711 63 92 gi| 219857591 |ref|NR_025179.1 
strain MMP-4 16S ribosomal RNA, partial sequence 2211275 22127 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2214182 2214211 63 92 gi|219857590|ref|NR_025178.1 
strain RG-2C 16S ribosomal RNA, partial sequence 2212774 22142 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2215680 2215709 63 92 gi| 219857589 |ref|NR_025177.1 
strain BbT2g 16S ribosomal RNA, partial sequence 2214274 22157 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2281373 2281402 63 92 gi|219857546|ref|NR_025134.1 


strain 852 16S ri 
Tenericutes; Moll 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 

riaceae; 


Microbacterium 
0 Microbacterium 


eae; Microbacteriaceae; 


Arthrobacter luteolus 


65 Arthrobacter luteolus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter albus 


16 Arthrobacter albus Bacteria; 


, 


Arthrobacter. 

Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 

Cellulophaga fucicola 


, 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Micrococcus 

occus antarcticus 

ococcaceae; Micrococcus. 
Propionibacterium 

6 Propionibacterium 

bacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 
Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma phocirhinis 


2279959 2281414 Mycoplasma phocirhinis Bacteria; 


628834 Bacteria_16S 2358405 2358426 77 98 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 
628834 Bacteria_16S 2359923 2359944 77 98 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 


628834 Bacteria_16S 2361448 2361469 77 98 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

628834 Bacteria_16S 2362965 2362986 77 98 gi|219857486|ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

628834 Bacteria_16S 2370541 2370570 63 92 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 


strain HRC292 16S ribosomal RNA, partial sequence 2369126 2370587 Mycoplasma primatum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
628834 Bacteria_16S 2372052 2372081 63 92 gi|219857479|ref|NR_025067.1| Mycoplasma opalescens 
strain MH5408 16S ribosomal RNA, partial sequence 2370638 2372093 Mycoplasma opalescens Bacteria; 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


628834 Bacteria_16S 2373561 2373590 63 92 gi| 219857478 |ref|NR_025066.1| Mycoplasma maculosum 
strain PG15 16S ribosomal RNA, partial sequence 2372144 2373602 Mycoplasma maculosum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2375067 2375096 63 92 gi|219857477|ref|NR_025065.1| Mycoplasma lipofaciens 
strain R171 16S ribosomal RNA, partial sequence 2373653 2375108 Mycoplasma lipofaciens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2376577 2376606 63 92 gi|219857476|ref|NR_025064.1| Mycoplasma iners 
strain PG30 16S ribosomal RNA, partial sequence 2375159 2376625 Mycoplasma iners Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2378091 2378120 63 92 gi|219857475|ref|NR_025063.1| Mycoplasma columbinum 
strain MMP-1 16S ribosomal RNA, partial sequence 2376676 2378132 Mycoplasma columbinum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2379599 2379628 63 92 gi|219857474|ref|NR_025062.1| Mycoplasma 
columbinasale strain 694 16S ribosomal RNA, partial sequence 2378183 2379640 Mycoplasma 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2381105 2381134 63 92 gi|219857473|ref|NR_025061.1| Mycoplasma caviae 
strain G122 16S ribosomal RNA, partial sequence 2379691 2381146 Mycoplasma caviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

628834 Bacteria_16S 2514532 2514553 77 98 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

628834 Bacteria_16S 2701067 2701096 63 92 gi|219857188|ref|NR_024816.1| Prevotella salivae 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

628834 Bacteria_16S 2760995 2761016 77 98 gi|219857146|ref|NR_024774.1| Actinokineospora 


terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
628834 Bacteria_16S 2785123 2785144 77 98 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 
628834 Bacteria_16S 2839426 2839447 77 98 gi|219856898|ref|NR_024717.1| Agromyces bracchium 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
628834 Bacteria_16S 2840986 2841007 77 98 gi|219856897|ref|NR_024716.1| Agromyces luteolus 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
628834 Bacteria_16S 2969252 2969273 77 98 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 
628834 Bacteria_16S 2970781 2970802 77 98 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
628834 Bacteria_16S 2983007 2983032 70 95 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
628834 Bacteria_16S 3007431 3007452 77 98 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 


628834 Bacteria_16S 


3013402 3013423 77 98 gi|219846915 
aurantiacus strain BC361 16S ribosomal RNA, partial seque 


ref|NR_026507.1 


Marmoricola 


3011945 3013441 Marmoricola 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


628834 Bacteria_16S 


strain HN3-7 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
628834 Bacteria_16S 


Microbacteriaceae; 


628834 Bacteria_16S 


628834 Bacteria_16S 


strain TAGA27 16S 


628834 Bacteria_16S 


Microbacterium. 


628834 Bacteria_16S 


628834 Bacteria_16S 


628834 Bacteria_16S 


628834 Bacteria_16S 


628834 Bacteria_16S 


628834 Bacteria_16S 


Arthrobacter. 


628834 Bacteria_16S 


628834 Bacteria_16S 


628834 Bacteria_16S 


histidinolovorans 
histidinolovorans 


628834 Bacteria_16S 


628834 Bacteria_16S 


Marmoricola. 


ci; Thermales; Thermaceae; Thermus. 


3019387 3019416 65 94 gi|219846911 
SPS-17 16S ribosomal RNA, partial sequence 
Thermus; Deinococ 


628834 Bacteria_16S 3020912 3020941 65 94 gi|219846910 


Deinococci; Thermales; Thermaceae; Thermus. 

3022434 3022463 65 94 gi| 219846909 
strain RF-4 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
628834 Bacteria_16S 


Deinococci; Thermales; Thermaceae; Thermus. 
3045277 3045298 77 98 gi|219846892 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Rarobacteraceae; Rarobacter. 
628834 Bacteria_16S 3069437 3069458 77 98 gi|219846876 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequen 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actin 
Microbacterium. 
3093485 3093506 77 98 gi| 219846860 
strain TA68 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
3095002 3095023 77 98 gi| 219846859 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
3116057 3116078 77 98 gi|219846845 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


3153689 3153710 77 98 gi| 219846820 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
3219083 3219104 77 98 gi| 219846775 
strain NR-27 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgac 
3226595 3226616 77 98 gi| 219846770 
strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
3234188 3234213 70 95 gi|219846765 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 

acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiace 
3352512 3352533 77 98 gi| 219846683 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
3399662 3399683 77 98 gi|219846646 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 


3402722 3402743 77 98 gi|219846644 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
3404258 3404279 77 98 gi|219846643 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
3405788 3405809 77 98 gi|219846642 
strain DSM 20115 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
628834 Bacteria_16S 3407315 3407336 77 98 gi|219846641 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
3452042 3452063 77 98 gi|219846609 
strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 34520 
Thermotogae; Thermotogales; 
628834 Bacteria_16S 3488575 3488596 77 98 gi| 219846584 
strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
3496106 3496127 76 97 gi| 219846579 


3019481 30209 


3021006 30224 


3092041 30935 


3093562 30950 


3217640 32191 


Thermotogaceae; Thermotoga. 


ref|NR_026503.1| Thermus oshimai strain 


3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 


ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 


ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


ref|NR_026484.1] Rarobacter 
3043846 3045309 Rarobacter 
cetales; Micrococcineae; 


ref|NR_026468.1| Microbacterium 
ce 3067998 3069460 Microbacterium 
omycetales; Micrococcineae; 


ref|NR_026452.1| Kocuria rhizophila 

11 Kocuria rhizophila Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026451.1| Kocuria palustris 

28 Kocuria palustris Bacteria; 

; Micrococcaceae; Kocuria. 

ref |NR_026437.1| Microbacterium 

3114620 3116080 Microbacterium 

ales; Micrococcineae; Microbacteriaceae; 


ref|NR_026412.1] Terracoccus luteus 
13 Terracoccus luteus Bacteria; 
; Intrasporangiaceae; Terracoccus. 
ref|NR_026367.1| Thermonema rossianum 
04 Thermonema rossianum Bacteria; 
eae; Thermonema. 
ref|NR_026362.1| Janibacter limosus 
21 Janibacter limosus Bacteria; 
; Intrasporangiaceae; Janibacter. 
ref|NR_026357.1| Parachlamydia 

3232707 3234247 Parachlamydia 
ae; Parachlamydia. 
ref|NR_026275.1| Agrococcus jenensis 
38 Agrococcus jenensis Bacteria; 
; Microbacteriaceae; Agrococcus. 
ref|NR_026238.1] Arthrobacter 

3398202 3399685 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


ref|NR_026236.1] Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026235.1| Arthrobacter ilicis 
85 Arthrobacter ilicis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

3404336 3405815 Arthrobacter 


ref|NR_026233.1| Arthrobacter aurescens 
45 Arthrobacter aurescens Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026201.1| Thermotoga elfii 

89 Thermotoga elfii Bacteria; 


ref|NR_026176.1| Actinotalea fermentans 
02 Actinotalea fermentans Bacteria; 
; Cellulomonadaceae; Actinotalea. 


ref|NR_026171.1| Thermocrispum agreste 


strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Thermocrispum. 


628834 Bacteria_16S 
strain DSM 43045 


628834 Bacteria_16S 
testaceum strain 


Microbacterium. 
628834 Bacteria_16S 


2 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
628834 Bacteria_16S 
imperiale strain 
imperiale Bacteria; 
Microbacterium. 
628834 Bacteria_16S 


lacticum strain DSM 20427 
Actino 


lacticum Bacteria; 
Microbacterium. 
628834 Bacteria_16S 


strain DSM 7485 16S ribos 
Actinobacteria; Actinobac 


628834 Bacteria_16S 


strain DSM 7486 16S ribos 
Actinobacteria; Actinobac 


628834 Bacteria_16S 
strain DSM 20542 


628834 Bacteria_16S 
strain DSM 20528 


628834 Bacteria_16S 


cangingivalis strain VPB 4874 16S ribosomal RNA, partial 
cangingivalis Bacteria; 


628834 Bacteria_16S 
sputigena strain 


sputigena ATCC 33612 Bacteria; 


Capnocytophaga. 
628834 Bacteria_16S 


strain G145 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


628834 Bacteria_16S 


DSM 2053 
Actin 


16S ribo 
Actinobacteria; Actinobac 


3505073 3505094 77 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


3508118 3508139 77 


DSM 20166 16S ribosomal RNA, partial sequence 


3509639 3509660 77 


3511159 3511180 77 


3512683 3512704 77 


3514206 3514227 77 


3515730 3515751 77 


3517250 3517271 77 


3518772 3518793 77 


16S ribosomal RNA, partial sequence 3517327 35187 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


3549493 3549514 77 


Bacteroidetes; 
3605942 3605963 77 


ATCC 33612 16S ribosomal RNA, partial 
Bacteroidetes; 


3692323 3692352 63 


3708806 3708827 26 


0 16S ribosomal RNA, partial sequence 


obacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomycetales; 


omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae; 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micrococcineae; 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae; 


Bacteroidia; 


98 gi| 219846573 


98 gi| 219846571 


98 gi| 219846570 


98 gi| 219846569 


98 gi| 219846568 


98 gi| 219846567 


98 gi| 219846566 


98 gi| 219846565 


98 gi| 219846564 


98 219846544 


sequence 


gi 


98 219846503 
sequence 


Flavobacteria; 


gi 


92 gi| 219846443 


47 gi|219846431 


Actinomycetales; 


33 Rathayibacter 


54 Rathayibacter 
Microbacteriaceae; Rathayibacter. 


Bacteroidales; 


Flavobacteriales; 


ref |NR_026165.1 


ref|NR_026163.1 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
; Microbacteriaceae; 


Agromyces. 
Microbacterium 


3506673 3508141 Microbacterium 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


ref|NR_026162.1 


Microbacterium 


3508192 3509665 Microbacterium 
Micrococcineae; 


Microbacterium 


3509716 3511185 Microbacterium 


ref|NR_026159.1 


ref|NR_026158.1 
ref 


NR_026157.1 


ref|NR_026156.1 


ref|NR_026136.1 
3548038 354952 


ref|NR_026095.1 
3604483 360597 


ref|NR_026034.1 


ref|NR_026022.1 


Porphyromonadaceae; 


Microbacterium 


3511236 3512709 Microbacterium 
Micrococcineae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 


Microbacteriaceae; Rathayibacter. 


Rathayibacter tritici 
tritici Bacteria; 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
Microbacteriaceae; 


Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


Curtobacterium. 
Porphyromonas 

1 Porphyromonas 
Porphyromonas. 
Capnocytophaga 

1 Capnocytophaga 


Flavobacteriaceae; 


Mycoplasma adleri 


3690909 3692364 Mycoplasma adleri Bacteria; 


Prosthecobacter 


vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


628834 Bacteria_16S 


Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycoplasmataceae; Mycoplasma. 


628834 Bacteria_16S 


michiganensis subspecies tessellarius strain 78181 16S 


3757901 3757930 63 


3769876 3769897 77 


92 gi|219846394 


3756485 3757942 Mycoplasma alvi Bacteria; 


98 219846385 


ribosomal 


gi 


Verrucomicrobiac 


RNA, 


ref|NR_025985.1 


ref|NR_025976.1 


partial sequence 


eae; Prosthecobacter. 
Mycoplasma alvi strain 
Tenericutes; 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
628834 Bacteria_16S 


salegens strain DSM 5424 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


salegens Bacteria; 
628834 Bacteria_16S 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


hibernum Bacteria; 
628834 Bacteria_16S 
strain Wai33 16S 
Deinococcus-Thermus; 
628834 Bacteria_16S 


strain YT-1 16S ribosomal RNA, partial sequence 
Thermales; 


Deinococcus-Thermus; 
628834 Bacteria_16S 


strain SW-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
628834 Bacteria_16S 


strain 136 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


628834 Bacteria_16S 


pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 


Micrococcineae; Microbacteriaceae; 


3815321 3815342 77 


3844153 3844174 77 


3877591 3877620 65 


ribosomal RNA, partial sequence 
Thermales; 


Deinococci; 
3879111 3879140 65 


Deinococci; 
4007972 4007993 77 


121253 121273 77 


240429 240456 70 


Flavobacteria; 


Flavobacteria; 


Clavibacter. 


98 gi| 219846353 


Flavobacteriales; Flavobacteriac 

98 gi|219846333|ref|NR_025923.1 
3842717 384417 

Flavobacteriales; Flavobacteriac 

94 gi|219846311|ref|NR_025901.1 


Thermaceae; Thermus. 
94 gi| 219846310 


Thermaceae; Thermus. 
98 gi| 219846218 


97 gi| 265678982 


, 


98 gi| 265678902 


ref 


ref 
3877677 3879146 Thermus aquaticus Bacteria; 


ref 
4006528 4008003 Algoriphagus 
Sphingobacteriales; Cyclobacteriaceae; 
ref 
119823 121322 Cellulomonas 


ref 
239017 240544 Burkholderia pyrrocinia 


NR_025944.1 
3813879 381534 


NR_025900.1 


NR_025808.1 


Algoriphag 
NR_029290.1 


Cellulomonadac 


Salegentibacter 

9 Salegentibacter 
eae; Salegentibacter. 
Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Thermus filiformis 


3876152 3877626 Thermus filiformis Bacteria; 


Thermus aquaticus 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 


NR_029210.1 


Burkholderia 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 


628834 Bacteria_ 
intestinalis DSM 13280 16S ribosomal RNA, partial seque 


13280 Bacteria; 
Collinsella. 


628834 Bacteria_ 


mediatlanticus s 
mediatlanticus B 


628834 Bacteria_ 


echinoides strai 
echinoides Bacte 


628834 Bacteria_ 


strain YIM 90001 
Actinobacteria; 


628834 Bacteria_ 


strain EHS11 16S 
Bacteroidetes; B 


628834 Bacteria_ 


yamanashiensis s 
yamanashiensis B 
Nocardiaceae; No 


628834 Bacteria_ 


strain ATCC 3353 
Bacteria; Teneri 


628834 Bacteria_ 


strain HAR-13 16 
Chlamydiae; Chla 


628834 Archaea_16S 


solfataricus str 
solfataricus Arc 


628834 Archaea_16S 


strain 7 16S rib 
Thermoprotei; Su 


628834 Archaea_16S 


strain PL-19 16S 
Crenarchaeota; T 


628834 Archaea_16S 


thermoflexus IDZ 
Archaea; Euryarc 


628834 Archaea_16S 


subterraneum A8p 
Archaea; Euryarc 


628834 Archaea_16S 


thermautotrophic 
thermautotrophic 
Methanothermobac 


628834 Archaea_16S 


congolense C 16S 
Euryarchaeota; M 


628834 Archaea_16S 


strain Hvv3, DSM 
Crenarchaeota; T 


628834 Archaea_16S 


helgesonii strai 
Archaea; Euryarc 


628834 Archaea_16S 


profundus strain 
Archaea; Euryarc 


628834 Archaea_16S 


Opfikon 16S ribo 
Methanomicrobia; 


628834 Archaea_16S 


kodakarensis KOD 
Archaea; Euryarc 


628834 Archaea_16S 


blatticola PA 16 
Archaea; Euryarc 


628834 Archaea_16S 


semesiae MD1 16S 
Euryarchaeota; M 


16S 1204598 1204618 72 92 gi 


Actinobacteria; Coriobacteridae; Coriob 
16S 1681633 1681657 70 94 gi 
train TR 16S ribosomal RNA, partial seq 
acteria; Deinococcus-Thermus; Deinococc 
16S 1704639 1704659 28 48 gi 
n IMET 10491 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteri 
16S 2150620 2150648 67 95 gi 


Actinobacteridae; Actinomycetales; Pseu 
16S 2702608 2702636 64 92 gi 
ribosomal RNA, partial sequence 
acteroidia; Bacteroidales; Prevotellace 
16S 2720595 2720631 62 98 gi 
train IFM 0265 16S ribosomal RNA, parti 
acteria; Actinobacteria; Actinobacterid 
cardia. 

16S 3520297 3520325 64 92 gi 
0 16S ribosomal RNA, partial sequence 
cutes; Mollicutes; Mycoplasmataceae; My 
16S 3896229 3896249 75 95 gi 
S ribosomal RNA, complete sequence 
mydiales; Chlamydiaceae; Chlamydia. 
10325 10366 71 112 gi 
ain IFO 15331 16S ribosomal RNA, partia 
haea; Crenarchaeota; Thermoprotei; Sulf 
39675 39716 71 112 gi 
osomal RNA, partial sequence 38233 
lfolobales; Sulfolobaceae; Sulfolobus. 
211785 211826 71 112 gi 
ribosomal RNA, complete sequence 
hermoprotei; Desulfurococcales; Pyrodic 
66573 66609 76 112 gi 


haeota; Methanobacteria; Methanobacteri 
69554 69590 76 112 gi 


haeota; Methanobacteria; Methanobacteri 


16S ribosomal RNA, partial sequence 2149165 21506 


2701149 27026 


3894733 38962 


olobales; 


39727 


210342 21183 


tiaceae; 


16S ribosomal RNA, partial sequence 65162 


16S ribosomal RNA, partial sequence 68161 


228715356 
nce 12031 
acteriales 


219878421 
uence 

i; Thermal 
219878405 
sequence 
a; Rhizobi 
219857635 


donocardin 
219857187 
ae; Prevot 
219857175 
al sequenc 
ae; Actino 


, 


219846563 
35188 
coplasma. 
219846298 


265678822 
1 sequence 


265678307 
Sulfo 


219846343 


P 
254971331 
66615 
ales; Meth 
254971329 
69596 
ales; Meth 


77104 #77140 76 112 gi 
us Marburg 16S ribosomal RNA, partial s 
us Archaea; Euryarchaeota; Methanobacte 
ter. 
162681 162717 76 112 
ribosomal RNA, partial sequence 
ethanobacteria; Methanobacteriales; Met 
4440 4481 71 112 gi 
2475 16S ribosomal RNA, partial sequen 
hermoprotei; Thermoproteales; Thermofil 
16211 16252 71 112 gi 
n PI1 16S ribosomal RNA, partial sequen 
haeota; Thermococci; Thermococcales; Th 
23657 23698 71 112 gi 
AV18 16S ribosomal RNA, partial sequen 
haeota; Archaeoglobi; Archaeoglobales; 
75566 75607 71 112 gi 
somal RNA, partial sequence 74149 
Methanosarcinales; Methanosaetaceae; M 
111725 111766 71 112 gi 
1 16S ribosomal RNA, partial sequence 
haeota; Thermococci; Thermococcales; 
149096 149137 71 112 

S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanosarcina 
152098 152139 71 112 gi 
ribosomal RNA, partial sequence 
ethanomicrobia; Methanosarcinales; Meth 


gi 


Th 
gi 


equenc 


161275 16272 
hanobacter 


ce 
aceae; 


ce 
ermococcac 


ce 
Archaeoglo 


75620 
ethano 
ermoco 
147697 1 


150703 1 
anosar 


254971323 
e 


ria; Metha 


254971257 


265678906 
2983 
The 
265678754 
14826 


265678632 
22211 


254971324 
Metha 
saet 
254971298 
11029 
ccac 
254971266 
4914 
les; Metha 
254971264 
5215 
cina 


628834 Archaea_16S 
thioreducens OGL-20P 16S ribosomal RNA, partial sequence 


Archaea; Euryarc 


156646 156687 71 112 gi 


haeota; Thermococci; Thermococcales; 


ref |NR_027528.1 
62 1204620 Collin 
Coriobacterine 


NR_025560.1 
1680196 168167 
Thermaceae; 
NR_025544.1 
1703281 170468 
ales; Methylocys 
ref|NR_025224.1 


Pseudonocar 
NR_024815.1 


eae; 
ref 


ella. 
ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_025888.1 


NR_029127.1 
8883 10377 
Sulfolobaceae; S 
ref|NR_028609.1 
lobus tokodaii A 
ref |NR_025933.1 
ictium. 
NR_028249.1 


yrod 
ref 
acteriaceae; 
NR_028247.1 


anob 
ref 
anobacteriaceae; 
ref |NR_028241.1 

75671 77152 
nobacteriales; M 


ref|NR_028175.1 


iace 
ref 


ae; Methanob 
NR_029214.1 
Thermo 
rmofi 
ref|NR_029059.1 

16263 Palaeo 
eae; Palaeococcu 
ref|NR_028937.1 

23710 Archae 
baceae; Archaeog 
ref |NR_028242.1 
nosaeta concilii 
a. 
ref |NR_028216.1 
0 111787 Thermo 
eae; Thermococcu 
ref |NR_028184.1 


nosa 
ref 


rcinaceae; M 
NR_028182.1 


ceae; 


254971261 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Prevotella shahii 


38 Prevotella shahii Bacteria; 


Nocardia 
4 Nocardia 
ebacterineae; 


Mycoplasma genitalium 
asma genitalium 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Sulfolobus 
Sulfolobus 
ulfolobus. 

Sulfolobus tokodaii 
rchaea; Crenarchaeota; 


Pyrodictium occultum 


8 Pyrodictium occultum Archaea; 


Methanothermobacter 


Methanothermobacter thermoflexus 


Methanothermobacter. 
Methanobacterium 


Methanobacterium subterraneum 


Methanobacterium. 
Methanothermobacter 
Methanothermobacter 

ethanobacteriaceae; 


Methanobacterium 


7 Methanobacterium congolense Archaea; 


acterium. 
Thermofilum pendens 
filum pendens Archaea; 


Palaeococcus 

coccus helgesonii 

s. 

Archaeoglobus 

oglobus profundus 

lobus. 

Methanosaeta concilii 
Archaea; Euryarchaeota; 


Thermococcus 

coccus kodakarensis KOD1 
s. 

Methanimicrococcus 


9 Methanimicrococcus blatticola 


ethanimicrococcus. 
Methanosarcina 


1 Methanosarcina semesiae Archaea; 


cina. 


; Methanosar 
ref|NR_028179.1 


Thermococcu 


Thermococcus 


155248 156699 Thermococcus thioreducens 
Thermococcaceae; 


Ss. 


628834 Archaea_16S 
hollandica DMS1 


164173 164214 71 112 


gi 


16S ribosomal RNA, partial sequence 162778 16422 


254971256 


ref 


NR_028174.1 


Methanomethylovorans 


6 Methanomethylovorans hollandica 


Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanomethylovorans. 
628834 Archaea_16S 11850 11885 77 112 gi|265678819|ref|NR_029124.1| Natrialba taiwanensis 
strain Bl 16S ribosomal RNA, partial sequence 10428 11897 Natrialba taiwanensis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

628834 Archaea_16S 44190 44225 77 112 gi|254971297|ref|NR_028215.1| Haloferax 
denitrificans S1 16S ribosomal RNA, partial sequence 42769 44237 Haloferax denitrificans Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

628834 Archaea_16S 45709 45744 77 112 gi|254971296|ref|NR_028214.1| Natrialba asiatica 
172P1 16S ribosomal RNA, partial sequence 44288 45756 Natrialba asiatica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

628834 Archaea_16S 47229 47264 77 112 gi|254971295|ref|NR_028213.1| Haloferax gibbonsii 
Ma-2.38 16S ribosomal RNA, partial sequence 45807 47276 Haloferax gibbonsii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

628834 Archaea_16S 50273 50308 77 112 gi|254971288|ref|NR_028206.1| Halorubrum 
alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 48850 50320 Halorubrum alkaliphilum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

628834 Archaea_16S 53264 53299 77 112 gi|254971282|ref|NR_028200.1| Halococcus 
qingdaonensis CM5 16S ribosomal RNA, partial sequence 51837 53312  Halococcus qingdaonensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

628834 Archaea_16S 57749 57784 77 112 gi|254971337|ref|NR_028255.1| Natronococcus occultus 
SP4 16S ribosomal RNA, partial sequence 56331 57794 Natronococcus occultus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

628834 Archaea_16S 62233 62268 77 112 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

628834 Archaea_16S 74057 74092 77 112 gi|254971326|ref|NR_028244.1| Halorubrum 
lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 72635 74098 Halorubrum 
lacusprofundi ATCC 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Halorubrum. 

628834 Archaea_16S 86016 86055 72 111 gi|254971317|ref|NR_028235.1| Thermoplasma 
acidophilum 122-1B2 16S ribosomal RNA, partial sequence 84597 86067 Thermoplasma acidophilum 


Archaea; Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

628834 Archaea_16S 89062 89097 77 112 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

628834 Archaea_16S 92068 92103 77 112 gi|254971312|ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

628834 Archaea_16S 95051 95086 77 112 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

628834 Archaea_16S 96571 96606 77 112 gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
16S ribosomal RNA, partial sequence 95149 96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

628834 Archaea_16S 99575 99610 77 112 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
JCM 9060 16S ribosomal RNA, partial sequence 98155 99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

628834 Archaea_16S 101092 101127 77 112 gi|254971305|ref|NR_028223.1| Natronobacterium 
gregoryi SP2 16S ribosomal RNA, partial sequence 99673 101139 Natronobacterium gregoryi Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronobacterium. 

628834 Archaea_16S 105632 105667 77 112 gi|254971302|ref|NR_028220.1| Halorubrum distributum 
JCM 9100 16S ribosomal RNA, partial sequence 104213 105679 Halorubrum distributum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

628834 Archaea_16S 110192 110227 77 112 gi|254971299|ref|NR_028217.1| Natronococcus 
amylolyticus Ah-36 16S ribosomal RNA, partial sequence 108766 110239 Natronococcus amylolyticus 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

628834 Archaea_16S 113262 113297 77 112 gi|254971294|ref|NR_028212.1| Haloferax mediterranei 
ATCC 33500 16S ribosomal RNA, partial sequence 111838 113309 Haloferax mediterranei ATCC 33500 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

628834 Archaea_16S 116280 116315 77 112 gi|254971291|ref|NR_028209.1| Haloferax larsenii 
ZJ206 16S ribosomal RNA, partial sequence 114855 116327 Haloferax larsenii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

628834 Archaea_16S 117802 117837 77 112 gi|254971290|ref|NR_028208.1| Haloterrigena 
saccharevitans AB14 16S ribosomal RNA, partial sequence 116378 117849 Haloterrigena saccharevitans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

628834 Archaea_16S 120811 120846 77 112 gi|254971287|ref|NR_028205.1| Halorubrum 
xinjiangense BD-1 16S ribosomal RNA, partial sequence 119389 120858 Halorubrum xinjiangense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

628834 Archaea_16S 125245 125280 77 112 gi|254971283|ref|NR_028201.1| Halobiforma lacisalsi 


AJ5 16S ribosomal RNA, partial sequence 


Halobacteria; Ha 


lobacteriales; 


Halobiforma. 


123822 125292 Halobiforma lacisalsi Archaea; 
Halobacteriaceae; 


Euryarchaeota; 


628834 Archaea_16S 126769 126804 77 112 gi|254971281|ref|NR_028199.1| Natrinema altunense 
AJ2 16S ribosomal RNA, partial sequence 125343 126816 Natrinema altunense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

628834 Archaea_16S 128289 128324 77 112 gi|254971280|ref|NR_028198.1| Halorubrum tibetense 
8W8 16S ribosomal RNA, partial sequence 126867 128336 Halorubrum tibetense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

628834 Archaea_16S 146138 146173 77 112 gi|254971268|ref|NR_028186.1| Halococcus dombrowskii 
H4 16S ribosomal RNA, partial sequence 144714 146185 Halococcus dombrowskii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

628834 Archaea_16S 153626 153661 77 112 gi|254971263|ref|NR_028181.1] Natrialba 
chahannaoensis C112 16S ribosomal RNA, partial sequence 152202 153673 Natrialba chahannaoensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

628834 Archaea_16S 155150 155185 77 112 gi|254971262|ref|NR_028180.1| Halalkalicoccus 
tibetensis DS12 16S ribosomal RNA, partial sequence 153724 155197 Halalkalicoccus tibetensis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halalkalicoccus. 

628834 Archaea_16S 158159 158194 77 112 gi|254971260|ref|NR_028178.1| Halobiforma 
haloterrestris 135 16S ribosomal RNA, partial sequence 156750 158206 Halobiforma haloterrestris 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

628834 Archaea_16S 159680 159715 77 112 gi|254971259|ref|NR_028177.1| Natrialba 
hulunbeirensis X21 16S ribosomal RNA, partial sequence 158257 159727 Natrialba hulunbeirensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

628834 Archaea_16S 161186 161221 77 112 gi|254971258|ref|NR_028176.1| Natrialba aegyptia 40 
16S ribosomal RNA, partial sequence 159778 161224 Natrialba aegyptia Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

628834 Archaea_16S 165686 165721 77 112 gi|254971255|ref|NR_028173.1| Haloterrigena 
thermotolerans PR5 16S ribosomal RNA, partial sequence 164277 165727 Haloterrigena thermotolerans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

628834 Archaea_16S 170152 170187 77 112 gi|254971252|ref|NR_028170.1| Halogeometricum 
borinquense DSM 11551 16S ribosomal RNA, partial sequence 168746 170196 Halogeometricum borinquense 
DSM 11551 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halogeometricum. 
628834 Archaea_16S 183489 183524 77 112 gi|254971242|ref|NR_028160.1| Halorubrum terrestre 
4P 16S ribosomal RNA, partial sequence 182070 183536 Halorubrum terrestre Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

628834 Archaea_16S 186534 186569 77 112 gi|254971240|ref|NR_028158.1| Haloferax lucentense 
Aa 2.2 16S ribosomal RNA, partial sequence 185109 186581 Haloferax lucentense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax 

628834 Archaea_16S 195392 195427 77 112 gi|254971233|ref|NR_028151.1| Haloferax alexandrinus 
TM 16S ribosomal RNA, partial sequence 193968 195439 Haloferax alexandrinus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

628834 Archaea_16S 201343 201378 77 112 gi|254971229|ref|NR_028147.1| Natronorubrum 
tibetense GA33 16S ribosomal RNA, partial sequence 199917 201390 Natronorubrum tibetense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

628834 Archaea_16S 78595 78628 71 104 gi|254971322|ref|NR_028240.1| Methanoplanus 
petrolearius SEBR 4847 16S ribosomal RNA, partial sequence 77203 78631 Methanoplanus petrolearius 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoplanus. 

628834 Archaea_16S 65074 65109 76 112 gi|254971332|ref|NR_028250.1| Methanothermobacter 
thermophilus M 16S ribosomal RNA, partial sequence 63680 65111 Methanothermobacter thermophilus 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 
628834 Archaea_16S 42671 42706 77 112 gi|254971311|ref|NR_028229.1| Haloarcula amylolytica 
BD-3 16S ribosomal RNA, partial sequence 41247 42718 Haloarcula amylolytica Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

628834 Archaea_16S 87542 87577 77 112 gi|254971316|ref|NR_028234.1| Haloarcula japonica 
TR-1 16S ribosomal RNA, partial sequence 86118 87589 Haloarcula japonica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

628834 Archaea_16S 107156 107191 77 112 gi|254971301|ref|NR_028219.1| Halomicrobium 
mukohataei arg-2 16S ribosomal RNA, partial sequence 105730 107198 Halomicrobium mukohataei Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halomicrobium. 

628834 Archaea_16S 108673 108708 77 112 gi|254971300|ref|NR_028218.1| Haloarcula 
argentinensis arg-1 16S ribosomal RNA, partial sequence 107249 108715 Haloarcula argentinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

628834 Archaea_16S 144634 144661 77 104 gi|254971269|ref|NR_028187.1| Halobacterium 
noricense Al 16S ribosomal RNA, partial sequence 143230 144663 Halobacterium noricense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

628834 Archaea_16S 171652 171679 77 104 gi|254971251|ref|NR_028169.1| Halostagnicola 
larsenii XH-48 16S ribosomal RNA, partial sequence 170247 171679 Halostagnicola larsenii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halostagnicola. 

628834 Archaea_16S 173137 173164 77 104 gi|254971250|ref|NR_028168.1| Halococcus 
hamelinensis 100A6 16S ribosomal RNA, partial sequence 171730 173164 Halococcus hamelinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

628834 Archaea_16S 180506 180533 77 104 gi|254971244|ref|NR_028162.1| Natronolimnobius 


innermongolicus N-1311 16S ribosomal RNA, partial sequence 


179100 180534 Natronolimnobius 


innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 


Natronolimnobius 


628834 Archaea_16S 181989 182016 77 


104 gi| 254971243 |ref 


NR_028161.1 


Natronolimnobius 


baerhuensis IHC-005 16S ribosomal RNA, partial sequence 180585 182019 Natronolimnobius baerhuensis 


Archaea; Euryarchaeota; Halobacteria; 
628834 Archaea_16S 185011 185046 77 
Y-27 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
628834 Archaea_16S 192407 192434 77 


Halobacteriales; 


112 gi| 254971241 |ref 


183587 185058 Haloarcula hispanica 
Halobacteriaceae; 


Haloarcula. 


104 gi|254971235|ref 


Halobacteriaceae; 


NR_028159.1 


NR_028153.1 


Natronolimnobius. 


Haloarcula hispanica 
Archaea; Euryarchaeota; 


Halobiforma 


nitratireducens C231 16S ribosomal RNA, partial sequence 191003 192437 Halobiforma nitratireducens 


Archaea; Euryarchaeota; Halobacteria; 
628834 Archaea_16S 196897 196924 77 
XF10 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
628834 Archaea_16S 202845 202872 77 
salinarum strain 
Archaea; Euryarchaeota; Halobacteria; 
628834 Archaea_16S 59240 
liminatans GKZPZ 


59270 71 


628834 Archaea_16S 60721 60750 72 


palmolei DSM 4273 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; 


Archaea; 
628834 Archaea_16S 210240 210280 72 
strain KAW2/2 16S ribosomal RNA, 
Euryarchaeota; Thermoplasmata; 
628834 Archaea_16S 1426 


1453 TL 


zilligii strain Kl 16S ribosomal RNA, partial sequence 1 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; 


628834 Fungi_16S 1453 1484 67 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 


Actinobacteria; 


628834 Fungi_16S 2962 2993 67 


strain IFM 0784 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Corynebacterineae; 


Actinobacteria; 


628834 Fungi_16S 4500 4531 67 


strain IFM 0575 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Corynebacterineae; 


Actinobacteria; 


628834 Fungi_16S 7616 7647 67 


strain YZ-96 16S ribosomal RNA, partial sequence 


Actinobacteria; 
628834 Fungi_16S 


12078 12114 62 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
629146 Bacteria_16S 4229932 4229905 35 


thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RN 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Desulfotomaculum. 


Clostridiales; Peptococcaceae; 
645136 Bacteria_16S 49678 
strain B 5329 16S 


49627 1 


645136 Bacteria_16S 2669386 2669335 1 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 


spinosa Bacteria; 
Pseudonocardiaceae; 
645136 Bacteria_16S 


Saccharopolyspora. 
3352366 3352272 1 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


645136 Bacteria_16S 3769730 3769636 1 


michiganensis subspecies tessellarius strain 78181 16S 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; 


Actinomycetales; 
645136 Bacteria_16S 
strain MCRL 0044 


265988 265914 1 


645136 Bacteria_16S 349713 349639 1 


strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


645136 Bacteria_16S 378019 377945 1 
XILO1 16S ribosomal RNA, 
Actinobacteridae; 
645136 Bacteria_16S 402560 402486 1 
subsp. nitratus strain IMET 11532, 


Halobacteriales; 


Halobacteriaceae; Natrinema. 


91-R6 16S ribosomal RNA, partial sequence 
Halobacteriales; 


16S ribosomal RNA, partial sequence 57845 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; 


complete sequence 
Thermoplasmatales; 


Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Ac 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


complete sequence 
Actinomycetales; Micrococcineae; Microbacteriaceae; 


104 gi|254971232|ref 
195490 196927 Natrinema 
104 219878416 


gi ref 


101 254971336 


59274 


gi ref 


Halobacteriaceae; 


Halobacteriaceae; 


Methanofollis 


NR_028150.1 
versiforme 


NR_025555.1 


NR_028254.1 


Halobiforma. 


Natrinema versiforme 
Archaea; Euryarchaeota; 


Halobacterium 


201441 202874 Halobacterium salinarum 
Halobacterium. 


Methanofollis 
liminatans Archaea; 


Methanofollis. 
101 gi|254971335|ref|NR_028253.1| Methanoculleus 
59325 60755 Methanoculleus palmolei 


112 gi|219846654|ref 


Pic 
ref 


Picrophilaceae; 
98 gi| 265679008 


Desulfurococ 
265678352 |ref 
1514 


98 gi 


Methanomicrobiaceae; 


1463 


NR_026246.1 


rophilus. 
NR_029316.1 
Sulfop 
caceae; Sulf 
NR_028654.1 


Methanoculleus. 
Picrophilus oshimae 


208822 210291 Picrophilus oshimae Archaea; 


Sulfophobococcus 
hobococcus zilligii 
ophobococcus. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 
98 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
3016 Nocardia pneumoniae Bacteria; 
Nocardiaceae; Nocardia. 
98 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
4565 Nocardia araoensis Bacteria; 
Nocardiaceae; Nocardia. 
98 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
6163 7670 Nocardia shimofusensis Bacteria; 
Corynebacterineae; Nocardiaceae; Nocardia. 
98 gi|219857175|ref|NR_024803.1| Nocardia 
12137 Nocardia 
Actinomycetales; Corynebacterineae; 
62 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
A, partial sequence 4229850 4231400 


51 gi| 265679031 
48372 49856 


ref 


51 gi|219857211|ref 


91 gi| 219846683 |ref 


Mi 
91 gi|219846385|ref 
ribosomal RNA, 


Clavibacter. 


73 gi| 265678883 |ref 


Pseudonocar 

73 gi| 265678825 |ref|NR_029130.1 
348412 349877 Agromy 

Microbacteriac 

73 gi| 265678803 |ref|NR_029108.1 


376697 378215 Agromyces 


Actinobaculum 


2668117 266958 
Actinobacteria; Actinobacteridae; Actinomycetales; 


NR_029339.1 


tinomycetace 
NR_024839.1 


Pseudonocard 
NR_026275.1 
crobacteriac 


NR_025976.1 
partial seq 


NR_029189.1 


ulmi Bacter 
Agromyces. 


73 gi| 265678787 |ref 


16S ribosomal RNA, partial sequence 


Actinobaculum schaalii 

schaalii Bacteria; 

ae; Actinobaculum. 
Saccharopolyspora 

1 Saccharopolyspora 

ineae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Clavibacter 
uence 3768438 3769927 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Agromyces ulmi strain 
ia; Actinobacteria; 


NR_029092.1 
401266 


Agromyces cerinus 
402730 Agromyces 


CGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCCATGGCCC 
AACCGGTTTTCCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTANNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAATGATATTACGATC 
TCTTCGGAGTGACGGTTTTATTTCGAGTGGCGGACGGGTGAGTAACGCGTGAGCAACCTGCCCTATACCGGGGGATACCAGTTGGAAACGACTGTTAATACCGCA 
TAAGCGCACGATAAGACATCTTGTTGTGTGAAAAACTCCGGTGGTATAGGATGGGCTCGCGTATGATTAGCCAGTTGGCGGGGTAAAGGCCCACCAAAGCGACGA 
TCATTAGCCGACCTGAGAGGGCGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCT 
GATGCAGCGACGCCGCGTGAGTGAGGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGAAATGACGGTACCTGAGTAAGAAGCTCCGGCTAAATAC 
GTGCCAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAGAGCAAGTCTGATGTGAAAGCCCGGGGCT 
CAACCCCGGTAGTGCATTGGAAACTGTTCAGCTCGAGTGTCGGAGGGGTAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGAG 
GCGAAGGCGGCTTACTGGACGATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATACTAG 
GTGTCGGTACCCGAAGGGTATCGGTGCCGTCGCAAACGCATTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCCGATGACAAGCGATGTAATGTCGTCTCTCTTCGGAGCATC 
GGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTAGTAGCCAGCAGGTGAGCTGGG 
CACTCTAAGGAGACTGCCGGGGTGAACCCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGCGTAAAC 
AAAGGGAGGCGAAGCCGTGAGGCCAAGCGAATCCCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGC 
AGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCGAAGTCAGTGACCCAACCGCAAGGAGGG 
AGCTGCCGAAGGCAGGACTGATAACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTAAGATTAACGCTGCGGCAGGC 
CTAACACATGCAAGTCGAGCGGTAGAGAGGTGCTTGCACCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGATCTGCCTGGTAGTGGGGGATAACGCTCGG 
AAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAAT 
GGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCCATTACCTAATACGTGAT 
GGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCG 
CGTAGGTGGTTCGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGTCGAGCTAGAGTATGGTAGAGTGTGGTGGAATTTCCTGT 
GTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGATCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACG 
GCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCC 
AATGAACTTTCCAGAGGTGGATTGGTGCCTTCGGGAAGCATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAAC 
GAGCGCAACCCTTGTCCTTAGTTACCAGCAGCTTATGGTGGGCTCTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAG 
TCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTGCGGGGGGACGGTTACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAG 
CTCAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTTTCGGGGTGGATTAGTGGCGAACGGGTGAGTA 
ACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAACACTTCCCTCCTCCTGGGGGGTTGTTAAAAGCTCCGGCGGT 
GAAGGATGAGCCCGCGGCCTATCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGGTAAGCCGGCCTGAGAGGGCGACCGGCCACACTTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGT 
AAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTGT 
GGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACG 
CATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGC 
GAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCCGTAGAGATACGGCCCCCCTTGTGGTCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATGCCGCGAGGCGGAGCGAAT 
CTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGG 
GACGAAGTCGTACCGGAGGTTTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCATGCCTAACACATGCAAG 
TCGAACGATGATTTCCAGCTTGCTGGAATATTAGTGGCGGACGGGTGAGTAATATATAGGGATCTGCCTGACAGTGGGGGACAACAGCCGGAAACGGCTGCTAAT 
ACCGCATACGCTCTACGGAGGAAAGTGGGGGACCTTTCGGGGCCTCACGCTGCAGATGAACCTATATCAGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGC 
GACGATCTGTAGCTGGTCTGAGAGAATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCA 
AGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCGTTCGGGTTGTAAAGCACTTTAAGTTGGGAGGAAAGGTTATGCAATAATACTTGCAGGGGGACGTTACC 
AATAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTT 
AAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAATGGCATTTGAGACTGGCAGGCTAGAGTATGGTAGAGGTGAGTGGAATTTCAGGTGTAGCGGTGAAATGC 
GTAGAGATCTGAAGGAACATCAGTGGCGAAGGCGACTCACTGGGCCATTACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGTCAACTAGGTGTATGGAGAATTTATTCTTTGTGTACCGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGACTAAA 
ACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTACGGAAGACTTAGA 
GTAAGTTGTGCCTTCGGGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCT 
TAGTTGCCATCATTAAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGCCAGGGCTACA 
CACGTGCTACAATGGGCAGTACAAAGGGTTGCCAACTCGCGAGATTCCGCTAATCCCATAAAGCTGTTCGTAGTCCGGATCGGAGTCTGCAACTCGACTGCCGTG 
AAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCCGTTCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGCAAAAGAA 
GTAGGTAGACTAACCTTCGGGAGGTCGCTTACCACTTTGTGGTCAATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTCGCTGGATCCNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACACATGCAAGTCGAACGGAAAGGCCCTGCTTGCAGGGTACTCGAGTGGCGAACGGGTGAGT 
AACACGTGGGTGATCTGCCCTCAACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATAGGACCGATGGTTGCATGACTGTTGGTGGAAAGCCTTGTGCG 
GTTGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTTATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTA 
AACCTCTTTCGCGTATGACGAAGCCTTCGGGTGACGGTAGTGCGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTG 
TCCSGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATTCTGCAGCTTAACTGCAGGCGTGCAGGCGATACGGGCAGACTTGAGTA 
CTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAG 
CGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTCCTTTTCACGGGATCCGTGCCGTAGCTAAC 
GCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACG 
CGAAGAACCTTACCTGGGTTTGACATACACCAGACGCGTCTAGAGATAGGCGTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTA 
AAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTT 


cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 


645136 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 


Actinosynnematace 
645136 Bacteria_16S 


VKM 


Ac-1800 16S r 


450473 450399 1 73 gi|265678755|ref|NR_029060.1| Saccharothrix 
ain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 
756582 756508 1 73 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
ibosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
878433 878359 1 73 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


645136 Bacteria_16S 


strain AS4.0578 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


645136 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


645136 Bacteria_16S 


strain VKM Ac-180 


886027 885953 1 73 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


887563 887489 1 73 gi 
4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


645136 Bacteria_16S 


VKM Ac-1401 16S r 


Actinobacteria; Actinobacteridae 
645136 Bacteria_16S 
train NRRL B-3298 16S ribosomal RNA, p 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


645136 Bacteria_16S 


pretiosum subsp. 


Actinomycetales; 


645136 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


645136 Bacteria_16S 


strain LK2-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 


645136 Bacteria_16S 


strain 14 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


645136 Bacteria_16S 


strain LM 036 16S 


912123 912049 1 73 
ibosomal RNA, partial sequence 


gi 
; Actinomycetales; Micr 
913643 913569 1 73 gi 


acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

915201 915127 1 73 gi 
pretiosum strain C-15003 16S ribosomal 


Pseudonocardineae; Actinosynnemataceae 
1031944 10318701 73 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1048864 1048790 1 73 
ribosomal RNA, partial sequence 


gi 
Micr 


1102908 1102834 1 
osomal RNA, partial sequence 


73 gi 
Micr 
1402409 1402335 1 73 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1440542 1440468 1 73 
ribosomal RNA, partial sequence 


’ 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


645136 Bacteria_16S 
n AA459 16S ribosomal RNA, partial seq 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


645136 Bacteria_16S 


caeruleus subsp. 


Actinomycetales; 


645136 Bacteria_16S 


matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


645136 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


645136 Bacteria_16S 


strain MK27-91F2 


1452668 1452594 1 73 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1495050 1494976 1 


73 gi 


Micromonosporineae; Micromonosporaceae 
1532670 1532596 1 73 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 

1538737 1538663 1 73 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1574823 1574749 1 


73 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


645136 Bacteria_16S 


strain JCM 9114 1 


1576349 1576275 1 73 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


645136 Bacteria_16S 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 


1666334 1666260 1 73 gi 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 877138 87856 


donocardin 
265678454 

88470 
ales; Micr 
265678453 

88624 
ococcineae 
265678437 


910794 91228 


ococcineae 
265678436 
artial seq 
dae; Actin 


265678435 
RNA, part 
; Actinosy 
265678357 
quence 

Actinomyc 


265678346 


1047573 10490 


omonospori 


265678308 


1101592 11031 


ococcineae 

228715351 
14011 

Actinomyce 


224581428 


1439230 14407 


donocardin 
224581419 
uence 
Actinomyc 


219846703 
RNA, pa 
; Couchiop 
219857427 
tial seque 
e; Actinom 


219857377 
1 sequence 


Actinomyc 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 


donocardin 
219856867 


6S ribosomal RNA, partial sequence 1575051 15765 


donocardin 
219878431 


eae; Actinosynn 
ref 
1 886196 Ratha 


ococcineae; Mic 


ref 
7 887732 Agrei 
; Microbacteria 
ref 
> Mi 
ref 
uenc 
omyc 


crobacteria 


e 91233 
etales; Pse 


ref 
ial sequence 
nnema. 

ref fe 
1030633 10321 
etales; Micromo 


ref 


neae; Micromono 


ref 
> Mi 
ref 
11 1402554 Leifs 
tales; Micrococ 


crobacteria 


ref 
eae; Actinosynn 
ref 

1451367 14528 
etales; Micromo 


ref 
rtial sequence 
lane 
ref 
nce 
ycet 


s 


15313 
ales; Micro 
ref | 
1537426 15389 
etales; Pseudon 


ref 


eae; Actinosynn 
ref 
eae; Actinosynn 
ref 


NR_028756.1 


NR_028755.1 


NR_028738.1 
NR_028737.1 
NR_028659.1 


NR_028648.1 
49 Micromonospora eburnea Bacteria; 


NR_028610.1 
01 Agromyces rhizospherae Bacteria; 


NR_027523.1 


NR_027210.1 
37 Lentzea violacea Bacteria; 


NR_027200.1 
NR_026295.1 
NR_025015.1 
NR_024965.1 


NR_024687.1 
00 Umezawaea tangerina Bacteria; 


NR_024686.1 
26 Lentzea waywayandensis Bacteria; 


NR_025570.1 
1665031 1666519 Kibdelosporangium albatum 


2 


Y 
E 


a 
Cc 


NR_028739.1 
1 Leifsonia poae Bacteria; 


Cc 


2 
u 


1 
n 


Ss 


Cc 


oO 
Cc 


e 


4 
n 


5 
im 


3 
oO 


e 


e 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Rathayibacter caricis 

ibacter caricis 

obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


eae; Leifsonia. 
Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Micromonospora 
4 Micromonospora 
osporineae; 


Micromonospora eburnea 
poraceae; 
Agromyces rhizospherae 


eae; Agromyces. 
Leifsonia xyli subsp. 
nia xyli subsp. 

ineae; 


Lentzea violacea 


mataceae; Lentzea. 
Micromonospora 

3 Micromonospora 

osporineae; 


Couchioplanes 
1493762 1495216 


Micromonospora 
9 1532864 Micromonospora 
onosporineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Umezawaea tangerina 


mataceae; Umezawaea. 
Lentzea waywayandensis 


mataceae; Lentzea. 
Kibdelosporangium 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Kibdelosporangium. 

645136 Bacteria_16S 1812338 1812264 1 73 gi 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. 
Actinomycetales; Micrococcineae; Microbacteriaceae; Cur 
645136 Bacteria_16S 1821547 1821473 1 73 gi 
herbarum strain P 420/07 16S ribosomal RNA, partial seq 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Curtobacterium. 
645136 Bacteria_16S 
strain P 229/10 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 1867247 1867173 1 73 gi 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 2229191 2229117 1 73 gi 
strain YIM 21741 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 2361300 2361226 1 73 gi 
strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 2362819 2362745 1 73 
strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 2725049 2724975 1 73 
strain K97-0003 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 2796914 2796840 1 73 gi 
rectilineatus strain IFO 13941 16S ribosomal RNA, parti 
rectilineatus Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; Actinoplanes. 
645136 Bacteria_16S 2803001 2802927 1 
strain IFO 14915 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 2804522 2804448 1 73 gi 
strain IFO 12512 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 2807566 2807492 1 73 gi 
consettensis strain IFO 14913 16S ribosomal RNA, partia 
consettensis Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Actinoplanes. 
645136 Bacteria_16S 2830192 2830118 1 
strain JCM 9312 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Catenuloplanes. 
645136 Bacteria_16S 
strain IFO 16238 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 2840839 2840765 1 73 gi 
strain IFO 16235 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 2940348 2940274 1 73 gi 
IFO 16102 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
645136 Bacteria_16S 2941869 2941795 1 73 gi 
aurantiacum strain YU438-5 16S ribosomal RNA, partial s 


1823073 1822999 1 73 gi 


oc 


oc 


Micr 
gi 


oc 


Micr 
gi 


oc 


al 
e; 


73 gi 


a 
; 


73 gi 


2839279 2839205 1 73 gi 


oc 


oc 


do 


eq 


219878328 


ibosomal RNA, 


219878321 
6S ribosomal RNA, partial sequence 1821775 18232 


219878290 


omonospori 
219857580 
16S ribosomal RNA, partial sequence 2227890 22293 


219857487 
2360002 23614 


219857486 
2361525 23629 


219857172 
6S ribosomal RNA, partial sequence 2723739 27 
omonosp 
219857119 


219857115 
16S ribosomal RNA, partial sequence 2801710 28 
omonosp' 
219857114 
16S ribosomal RNA, partial sequence 2803231 28 
omonosp 
219857112 


219856904 
6S ribosomal RNA, partial sequence 2828900 28303 
omonospori 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 


219856897 
16S ribosomal RNA, partial sequence 2839520 28410 


219856830 
2939058 29405 


219856829 


aurantiacum Bacte 
Micromonosporacea 


645136 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


645136 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2943385 29433111 73 gi 
YU655-43 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Virgisporangium. 

3103877 3103803 1 73 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 


A 


qu 


v 


645136 Bacteria_16S 


3325027 3324953 1 73 gi 


219856828 


219846853 


219846702 


bacteriu 


nce 
nomyceta 


occineae; 


18659 


occineae; 


occineae; 


occineae; 


252 
ori 


sequ 
Acti 


e 
n 


nce 


0 
fo) 


31 
ri 


0 
fo} 


47 
ri 


sequence 
Actinomy 


occineae; 


occineae; 


nocardin 
uence 


ctinomyc 


ence 
inomycet 


ence 
Actinomy 


ence 


ref 


m. 
ref 
1820242 18217 
les; Micrococci 
ref 
50 Agreia pratensis Bacteria; 
crobacteria 
NR_025429.1 
35 1867442 Asano 
Micromono 
NR_025168.1 
53 Agromyces aurantiacus Bacteria; 
crobacteria 
NR_025075.1 
74 Subtercola frigoramans Bacteria; 
crobacteria 
NR_025074.1 
91 Subtercola boreus Bacteria; 
crobacteria 
NR_024800.1 
14 Longispora albida Bacteria; 
Micromono 
NR_024747.1 


ref 


neae 


ref 


ref 


ref 


ref 


neae 
ref 


omycet 
ref 


neae; 
ref 


neae 
ref 


ceta 
ref 
neae 


ref 


ref 


ref 


eae; 
ref 


etal 


ref 


ales 


ref 


ceta 


ref 


NR_025467. 


NR_025461. 


NR_025460. 


Mi 


v 


Mi 


Mi 


Mi 


’ 


2795622 27970 
ales; 


’ 


, 


2806275 28077 
les; 


’ 


Mi 


Mi 


2940579 29420 
es; Micromo 


2942098 29435 
Micromono 


, 


w 


102586 31040 
les; 


3323723 33251 


partial seq 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
to 
219878322 
ue 
a: 


Micro 


NR_024743.1 
80 Actinoplanes 
Micromono 
NR_024742.1 
01 Actinoplanes 
Micromono 
NR_024740.1 


Micromo 


NR_024725.1 
39 Catenuloplanes crispus Bacteria; 
Micromonos 


NR_024717.1 
69 Agromyces bracchium Bacteria; 
crobacteriac 
NR_024716.1 
12 Agromyces luteolus Bacteria; 
crobacteria 
NR_024649.1 
28 Lentzea albida Bacteria; 
Actinosynn 
NR_024648.1 


NR_024647.1 


NR_026445.1 
Micromo 


NR_026294.1 


2 


Cc 


a 


s 


Cc 


Cc 


Cc 


s 


9 


s 


s 


4 


Cc 


e 


4 


n 


6 
s 


4 


9 


u 


n 


vinaceum strain DSM 43823 16S ribosomal RNA, partial se 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Micromonosporaceae; Dactylosporangium. 
645136 Bacteria_16S 3326554 3326480 1 


73 gi 


qu 


tinomyceta 


219846701 


les; 


Micromonosp 


ref 


Curtobacterium 
ence 1811040 1812516 


Curtobacterium 
4 Curtobacterium 
eae; Microbacteriaceae; 


Agreia pratensis 


eae; Agreia. 

Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Agromyces aurantiacus 


eae; Agromyces. 
Subtercola frigoramans 


eae; Subtercola. 
Subtercola boreus 


eae; Subtercola. 
Longispora albida 


poraceae; Longispora. 
Actinoplanes 
4 Actinoplanes 


monosporineae; 


Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

5 Actinoplanes 

nosporineae; 


Catenuloplanes crispus 
poraceae; 
Agromyces bracchium 


eae; Agromyces. 
Agromyces luteolus 


eae; Agromyces. 
Lentzea albida strain 


mataceae; Lentzea. 
Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


NR_026293.1 


Dactylosporangium 


roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 


645136 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


645136 Bacteria_16S 
fulvum strain DSM 


Bacteria; Actinob 


Dactylosporangium. 
645136 Bacteria_16S 


strain DSM 43151 


3328075 3328001 1 73 gi 
ain DSM 43810 16S ribosomal RNA, parti 


e; Dactylosporangium. 
3329594 33295201 73 gi 

43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3334146 3334072 1 


73 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


645136 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


645136 Bacteria_16S 


DSM 803 16S ribos 


3335640 3335566 1 73 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3341681 3341607 1 
omal RNA, partial sequence 


73 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


645136 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
645136 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


645136 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


645136 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


645136 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


645136 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


645136 Bacteria_16S 


strain DSM 43045 


3343207 3343133 1 73 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3344727 3344653 1 73 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3346255 3346181 1 73 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3347781 3347707 1 73 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3349307 3349233 1 73 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3396482 3396408 1 73 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3504926 3504852 1 73 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


645136 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
645136 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
645136 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
645136 Bacteria_16S 


strain DSM 20528 
Actinobacteria; A 


645136 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


645136 Bacteria_16S 


strain 20-5 16S r 
Actinobacteria; A 


645136 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


645136 Bacteria_16S 


3514060 3513986 1 
6S ribos 


73 gi 
teridae; Actinomycetales; Micr 
3515584 35155101 73 gi 
6S ribos 
teridae; Actinomycetales; Micr 
3517103 3517029 1 73 gi 
16S ribo 
teridae; Actinomycetales; Micr 
3518625 3518551 1 73 gi 
16S ribo 
ctinobacteridae; Actinomycetales; Micr 
3918556 3918482 1 73 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

4024526 4024452 1 73 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
4211450 4211376 1 73 gi 
n SA 233 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
343686 343613 1 


gi 


72 gi 


teria; Actinobacteria; Actinobacterida 


al 
e; 


en 
al 


om 


1 
; 


om 


nc 
al 


al 


e 
al 


ce 
al 


al 


en 
al 


oc 
oc 
oc 
oc 
oc 


al 
ae 


oc 


219846700 


sequenc 


219846699 


ce 33282 
es; 


219846696 
16S ribosomal RNA, partial sequence 3332861 33343 


onospori 


219846695 


sequence 
Actinomy 


219846690 
3340376 3341852 Micro 


onospori 


219846689 


33419 
Micr 


e 
es; 


219846688 


33434 


es; Micr 


219846687 


33449 


es; Micr 


219846686 


33464 


es; Micr 


219846685 


33480 


es; Micr 


219846648 


ce 33951 
es; Micr 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 


occineae 


219846567 
omal RNA, partial sequence 3512760 35142 


occineae 


219846566 
omal RNA, partial sequence 3514284 35157 


occineae 


219846565 
somal RNA, partial sequence 3515805 35172 


occineae 


219846564 
somal RNA, partial sequence 3517327 35187 


occineae 


219846282 


sequenc 
Actino: 


, 


219846207 
4023267 40246 


occineae 


qu 
A 


219846068 


ence 
ctinomyc 


265678829 


japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 


Actinomycet 


Micr 


ref |NR_026292.1 
e 3326771 332823 
ales; Micro 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ref |NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref |NR_026287.1 

3334351 333579 
cetales; Micromo 


ref |NR_026282.1 
monospora rosari 
neae; Micromonos 
ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


ref|NR_026280.1 
22 3344899 Micro 
omonosporineae; 


ref |NR_026279.1 


omonosporineae Hi 


ref|NR_026278.1 


omonosporineae H 


ref|NR_026277.1 
02 3349477 Micro: 
omonosporineae; 


ref|NR_026240.1 
98 3396650 Promic 
ococcineae; Pro 


ref |NR_026165.1 


; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026156.1 


; Microbacteriac 
ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 


ref|NR_025797.1 


; Microbacteriac 
ref|NR_025658.1 
4210162 421159 
etales; Pseudono 


ref|NR_029134.1 
342395 343854 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Micromonospora 


monospora inositola 


Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 


Micromonosporaceae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Promicromonospora 
romonospora citrea 


micromonosporaceae H 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Spirilliplanes 

6 Spirilliplanes 

monosporineae; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Saccharothrix 

0 Saccharothrix 

cardineae; 


Cryptosporangium 
Cryptosporangium 


japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 


Cryptosporangium. 


645136 Bacteria_16S 
strain IFO 15962 16S ribosomal RNA, pa 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


minutisporangium 


Frankineae; Crypt 


645136 Bacteria_16S 


strain IFO 12513 


2798435 2798362 1 72 


gi 


osporangiaceae; Cryptosporangium. 


2799957 2799884 1 72 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


645136 Bacteria_16S 


strain IFO 13911 


2801480 2801407 1 72 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


645136 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


645136 Bacteria_16S 
in IFO 12511 16S ribosomal RNA, partia 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


645136 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


645136 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 


Pseudonocardiacea 
645136 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


645136 Bacteria_16S 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


645136 Bacteria_16S 


strain IFO 15965 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiacea 
645136 Bacteria_16S 46610 46559 aL 51 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
645136 Bacteria_16S 74049 73998 1 51 gi|265679015|ref|NR_029323.1 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardiaceae; Pseudonocardia. 

645136 Bacteria_16S 108782 108731 1 51 gi|265678990|ref|NR_029298.1 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 

645136 Bacteria_16S 110274 110223 1 51 gi| 265678989 |ref|NR_029297.1 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
645136 Bacteria_16S 116530 116479 1 St gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

645136 Bacteria_16S 148325 148274 1 51 gi|265678964|ref|NR_029272.1 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineospo 
Kineosporiaceae; Kineococcus. 

645136 Bacteria_16S 221962 221911 1 51 gi| 265678915 |ref|NR_029223.1 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

645136 Bacteria_16S 226443 226392 1 51 gi|265678912|ref|NR_029220.1 


strain 2502 16S r 
Actinobacteria; A 


645136 Bacteria_16S 
aichiense strain 49005 16S ribosomal RNA, partial sequence 


2806044 2805971 1 72 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 


2809088 2809015 1 72 


gi 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
2891805 2891732 1 72 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 
3524744 35246711 73 gi 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 

3713246 3713173 1 72 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


v 
e; 


3714707 3714634 1 72 gi 
rain P-15 16S ribosomal RNA, partial s 


e; Actinoplanes. 


3903604 3903531 1 72 


gi 


ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
227950 227899 1 51 gi 


16S ribosomal RNA, partial sequence 2798665 28 


16S ribosomal RNA, partial sequence 2800187 28 


cteria; Actinobacteria; Actinobacterid 


16S ribosomal RNA, partial sequence 3902319 39037 


225125 22658 


219857118 
rtial sequ 


219857117 
001 
omonospori 
219857116 
016 
omonospori 
219857113 
1 sequence 
; Actinomy: 


219857111 
1 sequence 
; Actinomy 
219856862 
sequence 

Actinomyc 


219846560 
equence 
tinomyceta 


219846428 
ence 37119 
ales; Micr 


219846427 
equence 
ae; Actino 


, 


219846293 


nebacterin 
265678911 


ref 


ence 


ref 


36 Actinoplanes 
neae 


ref 


59 Actinoplanes 
neae; 


ref 


2804752 28062 
ceta 


ref 


2807796 28092 
ceta 


ref 


2890502 28919 
etal 


ref 


3523483 35248 
les; 


ref 


82 3713392 Actin 
omon 


ref 


3713443 37148 
myce 


ref 


1 Mycobacterium 
eae; 


ref 


NR_024746.1 
279714 


NR_024745.1 
; Micromonos 
NR_024744.1 


; Micromonos 
NR_024741.1 
2 
les; Micromo 
NR_024739.1 
6 
les; Micromo 
NR_024681.1 
5 
es; Micromon 
NR_026152.1 
8 
Pseudonocar 
NR_026019.1 
° 
osporineae; 


NR_026018.1 
5 
fe} 


tales; Micr 


NR_025883.1 


Mycobacteri 


Cryptosporangium 
5 2798614 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 


monosporineae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Pseudonocardia 
Pseudonocardia 
donocardineae; 


Mycobacterium 
Mycobacterium 
terineae; 


Kocuria varians strain 
ria; Actinobacteria; 


Mycobacterium 
Mycobacterium 
cterineae; 


Kineococcus 
Kineococcus 
riineae; 


Mycobacterium 
cterium genavense 
ycobacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 


NR_029219.1 


Mycobacterium 


226632 228087 Mycobacterium aichiense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


645136 Bacteria_16S 229456 229405 1 


strain 47001 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


645136 Bacteria_16S 230964 230913 1 


strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


645136 Bacteria_16S 243441 243390 1 
novocastrense strain 73 16S ribosomal RNA, 


Mycobacteriaceae; 
645136 Bacteria_16S 


Mycobacterium. 
246483 246432 1 


51 


51 


51 


gi 


265678910 


228138 22959 


gi 


265678909 


229646 23110 


gi 


265678900 


complete sequence 
novocastrense Bacteria; Actinobacteria; Actinobacterida 


51 


gi 


coprophilus strain CUB 687 16S ribosomal RNA, partial s 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
645136 Bacteria_16S 
strain ATCC 51131 


334529 334478 1 


Mycobacterium. 


645136 Bacteria_16S 405633 405582 1 


strain A288 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


645136 Bacteria_16S 479389 479338 1 


51 


51 


51 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


265678898 
equence 
Actinomyc 


265678838 
33324 


265678785 


404351 40583 


Stre 


gi 


265678732 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
645136 Bacteria_16S 480938 480887 1 


boenickei strain W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 


645136 Bacteria_16S 539170 539119 1 


51 


Sil 


gi 


gi 


psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteri 


Mycobacteriaceae; Mycobacterium. 
645136 Bacteria_16S 565192 565141 1 


strain LV3 16S ribosomal RNA, partial sequence 


645136 Bacteria_16S 581644 581593 1 


51 


ay 


gi 


Actinomyc 


265678731 
47962 


265678693 
sequence 
dae; Actin 


265678676 


563902 56532 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae 


Mycobacteriaceae; 
645136 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
618120 618069 1 


51 


gi 


1406 16S ribosomal RNA, partial seque 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 


645136 Bacteria_16S 625527 625476 1 


strain E846 16S ribosomal RNA, partial sequence 


645136 Bacteria_16S 
CMS 
Actinobacteridae; 
645136 Bacteria_16S 
lacustris strain 


648631 648580 1 


705686 705592 1 


51 


51 


91 


gi 


ococcineae 
265678665 
sequence 


265678640 
nce 61679 
ales; Cory 


265678635 


624219 62572 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


EL-17a 16S ribosomal RNA, partial sequ 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Friedmanniella. 


645136 Bacteria_16S 713114 713063 1 


strain gM-1 16S ribosomal RNA, partial sequence 


645136 Bacteria_16S 
botniense strain 


714673 714622 1 


51 


51 


gi 


nebacterin 
265678619 


760or 16S ribosomal RNA, partial sequence 647310 648789 Kocur 
Actinomycetales; Micrococcineae; Micr 


ococcaceae 
265678579 
ence 70441 
ales; Prop 


265678574 


711792 71330 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


E347 16S ribosomal RNA, partial sequen 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 


645136 Bacteria_16S 790290 790239 1 


strain J72 16S ribosomal RNA, partial sequence 


645136 Bacteria_16S 811787 811736 1 


51 


51 


gi 


nebacterin 
265678573 
ce 71335 
ales; Cory 


265678519 


789013 79048 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 
montefiorense Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; Mycobacterium. 
645136 Bacteria_16S 852723 852672 1 


51 


gi 


265678505 
rtial sequ 


265678478 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 


Kineosporiaceae; Kineococcus. 


Coryneba 


e; Actinomycet 


ref 


ref 


ref 


ref 
etal 


ref 


ref 


ref 
etal 


ref 


ref 
omyc 
ref 


> Mi 
ref 


ref 
neba 
ref 
eae; 
ref 
ia p 
7 Ko 
ref 
ioni 
ref 


eae; 
ref 


neba 
ref 
eae; 


ref 
ence 


5 Mycobacterium 
Corynebacterineae; 


3 Mycobacterium 
Corynebacterineae; 


242123 243639 


e; Actinomycet 


245166 246646 


5 334704 Mycoba 
Coryneba 


0 Actinomadura 
ptosporanginea 


478074 479572 


3 481120 Mycoba 
cterineae; Mycobacteriaceae; 


537853 539333 


580337 581817 
; Actinomyceta 


5 618320 Mycoba 


5 Mycobacterium 


8 Mycobacterium 


9 714869 Mycoba 
Mycobacteriaceae; 


NR_029218.1 


Mycobacteri 
NR_029217.1 


Mycobacteri 
NR_029208.1 


ales; Coryne 
NR_029206.1 
es; Coryneba 
NR_029143.1 
cterineae; 
NR_029090.1 


e; Thermomon 


NR_029037.1 
es; Coryneba 


NR_029036.1 


NR_028998.1 
etales; Cory 
NR_028981.1 


crobacteriac 
NR_028970.1 


les; Coryneb 


NR_028945.1 


cterineae; M 


NR_028940.1 


Mycobacteri 
NR_028924.1 
olaris Bacte 
curia. 

NR_028884.1 


bacterineae; 
NR_028879.1 


Mycobacteri 
NR_028878.1 


cterineae; 
NR_028823.1 


Gordoniacea 
NR_028808.1 
810468 


ales; Coryne 


ref 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 

Mycobacterium 
bacterineae; 


Rhodococcus 
Rhodococcus 
cterineae; Nocardiaceae; 


Mycobacterium celatum 
cterium celatum 


Mycobacteriaceae; 


Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 


cterium boenickei 


Mycobacterium 
Mycobacterium 
nebacterineae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Mycobacterium 
Mycobacterium 

acterineae; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Kocuria polaris strain 
ria; Actinobacteria; 


Friedmanniella 


6 705838 Friedmanniella lacustris 


Nocardioidaceae; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium botniense 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Mycobacterium 

811984 Mycobacterium 
bacterineae; 


NR_028781.1 


Kineococcus 


851409 852783 Kineococcus 


645136 Bacteria_16S 889084 889033 1 51 


flava strain AS 4.1520 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Saccharopolyspora. 


645136 Bacteria_16S 890589 890538 1 51 


catellatispora strain 3.24 16S ribosomal RNA, partial s 
catellatispora Bacteria; Actinobacteria; Actinobacterid 


Thermomonosporaceae; Actinomadura. 
645136 Bacteria_16S 964704 964653 1 
strain Y9 16S ribosomal RNA, partial sequence 


51 


645136 Bacteria_16S 
tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rhodococcus. 
645136 Bacteria_16S 1115148 1115097 1 51 
strain I-132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinoba 
645136 Bacteria_16S 1116674 1116623 1 iow 
strain I-273 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinoba 
645136 Bacteria_16S 1134758 1134707 1 
sphenisci strain CECT 59 
sphenisci Bacteria; Acti 
Corynebacteriaceae; Corynebacterium. 

645136 Bacteria_16S 1137789 1137738 1 

CMS 81 16S ribosomal RNA, complete sequence 
Actinobacteridae; 
645136 Bacteria_16S 
CMS 76r 16S ribos 
Actinobacteridae; 
645136 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; Mycobacterium. 
645136 Bacteria_16S 1251198 12511471 
strain CDC 941078 
Bacteria; Actinob 


1075915 1075864 1 51 


51 


51 


1139341 11392901 51 


1236153 1236102 1 51 


5 


Mycobacterium. 
645136 Bacteria_16S 1351291 13512401 51 
DSM 43247 16S ribosomal RNA, partial sequence 


Bacteria; Actinob 
645136 Bacteria_16S 1461618 1461567 1 51 
strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 1535665 15356141 51 
strain JCM 3325 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
645136 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
645136 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
645136 Bacteria_16S 
canariasense stra 
canariasense Bact 
Mycobacteriaceae; Mycobacterium. 

645136 Bacteria_16S 1727289 1727238 1 
rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; Mycobacterium. 

645136 Bacteria_16S 1728828 1728777 1 
strain DSM 44222 


1537174 1537123 1 51 


Saccharothrix. 


1543407 1543356 1 SL 


Actinokineospora. 
1561328 15612771 


51 


51 


51 


645136 Bacteria_16S 1731877 1731826 1 51 


gi 


gi 


gi 


963457 96488 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


ain Mb8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


gi 


1113840 11153 
cteridae; Actinomycetales; Kine 


gi 


1115364 11168 
cteridae; Actinomycetales; Kine 


gi 


90 16S ribosomal RNA, partial s 
nobacteria; Actinobacteridae; Actinomycet 


gi 


1136447 1137959 Leifs 
Actinomycetales; Micrococcineae; Micr 


gi 


omal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Micr 


gi 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


1349993 13514 
acteria; Actinobacteridae; Actinomycet 


gi 


1460297 14618 
Micr 


gi 


6S ribosomal RNA, partial sequence 1534373 15358 
Stre 


gi 


NRRL B-16134 16S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; 


gi 


NRRL B-24047 16S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; 


gi 


in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 


gi 


DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


gi 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


265678452 
nce 88778 
ales; Pseu 


265678451 
equence 
ae; 


265678402 


nebacterin 
265678327 


265678299 


osporiinea 
265678298 


osporiinea 


253680767 
equence 


253680765 


obacteriac 
253680764 


obacteriac 
219878254 


ridae; Act 
219857412 


12499 
ales; Cory 
228720546 


ales; Cory 
224581412 


ococcineae 
219857414 


, 


ptosporang 


219857378 
al sequenc 
Actinomyce 


219857374 
al sequenc 
Actinomyce 


219846147 
equence 


, 


219878390 
equence 
inomycet 


219878389 


nebacterin 
219878387 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 


onia 
eae; 


onia 
eae; 


artial sequenc 


ref 


3 889225 Saccha 
dono 


ref 


889276 890727 
Actinomyce 


ref 


ref 


1074605 10759 
e; Actinomycet 


ref 


K 
ref 


K 
ref 


R 


ref 


ref 


ref 


inomycetales; Co 


ref 


18 1251238 Mycob 
neba 


ref 


ref 


Mi 
ref 


13 Actinomadura 
inea 


ref 


e 1535864 153737 
tale 


ref 


e 1542095 154360 
tale 


ref 


1560055 15614 
Actinomyceta 


ref 


1725987 17274 
ales 


ref 


13 Mycobacterium 
eae; 


ref 


133500 11348 
ales 


NR_028754.1 


cardineae; P 


NR_028753.1 


tales; Strep 


NR_028704.1 


Nocardiacea 
NR_028629.1 
3 
e 


ales; Coryn 


NR_028600.1 


ineosporiace 
NR_028599.1 


ineosporiace 
NR_028015.1 
8 
t 


; Corynebac 


NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 

NR_025393.1 
e 123486 


NR_025000.1 
a 
cterineae; 


NR_027594.1 


cterineae; G 
NR_027193.1 


crococcaceae 
NR_025002.1 
Thermomo 


e; n 


NR_024966.1 


s; Pseudonoc 


NR_024962.1 


s; Pseudonoc 
NR_025737.1 
8 
les; Coryneb 
NR_025529.1 
7 
t 


; Corynebac 


NR_025528.1 


Mycobacteri 
NR_025526.1 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Actinomadura 
Actinomadura 


tosporangineae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 
eae; 


e; Nocardia. 

Rhodococcus 
5 Rhodococcus 
bacterineae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
e; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
e; 


ae; Kineosporia. 

Corynebacterium 
1 Corynebacterium 
erineae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 


Mycobacteriaceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
neba 


ordoniaceae; Gordonia. 
Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 


Mycobacterium 


1730570 1732062 Mycobacterium 


645136 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


645136 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


645136 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


645136 Bacteria_16S 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


645136 Bacteria_16S 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


645136 Bacteria_16S 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


645136 Bacteria_16S 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


645136 Bacteria_16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


645136 Bacteria_16S 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


645136 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


645136 Bacteria_16S 


strain ATCC 51384 
Actinobacteria; A 


645136 Bacteria_16S 


strain ATCC 927 1 
Actinobacteria; A 


645136 Bacteria_16S 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


645136 Bacteria_16S 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; 


645136 Bacteria_16S 


strain NRCM 00-25 


strain A290 16S r 


e; Pseu 


ATCC 19 


Mycoba 


Mycoba 


6482 1 
acteria 
cobacte 


ATCC 25 
a; Acti 
Mycoba 


in ATCC 
Mycoba 


ATCC 27 
a; Acti 
Mycoba 


ATCC 35 
a; Acti 
Mycoba 


16S ri 
acteria 
cobacte 


16S ri 
ctinoba 


6S ribo 
ctinoba 


ain 10b 


teria; 
dococcu 


ibosoma 


1874850 1874799 1 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


1950917 1950866 1 
in LM 141 16S ribosomal RNA, partial s 


eria; Actinobacteria; Actinobacteridae 


2034504 2034453 1 


2091286 2091235 1 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 


2112677 2112626 1 


2129349 2129298 1 


2130828 2130777 1 


2132333 2132282 1 


2133836 2133785 1 


2135349 2135298 1 


2136867 2136816 1 


2165541 2165490 1 


2174662 21746111 


2195899 2195848 1 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Rhodococcu 
2218580 2218529 1 
5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


645136 Bacteria_16S 2311384 2311333 1 


51 


51 


donocardia. 
51 
420 16S ribosomal RNA, 


cterium. 
51 


cterium. 
51 


, 
rium tuberculosis complex. 
51 
420 16S ribosomal RNA, 
cterium; Mycobacterium 
51 


cterium. 
51 
282 16S ribosomal RNA, 
cterium. 
51 
087 16S ribosomal RNA, 
cterium. 
51 
bosomal 


La 
rium tuberculosis complex. 
51 
bosomal 
cteridae; Actinomycetales; 
SL 


cteridae; Actinomycetales; 
51 


Ss. 


51 


Ss. 
51 


51 
1 RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


645136 Bacteria_16S 


strain FI-13295 1 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


dococcu 


645136 Bacteria_16S 


2328107 2328056 1 
6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 2422322 24222711 
rain PDB9 16S ribosomal RNA, partial s 


cteria; Actinobacteria; Actinobacterid 


2497599 2497548 1 


51 


51 


Ss. 


51 


strain DNP505 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


partial 
a; Actinobacteria; Actinobacteridae; Act 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


partial 
nobacteria; Actinobacteridae; Act 
tubercul 


19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae; 


partial 
nobacteria; Actinobacteridae; Act 


partial 
nobacteria; Actinobacteridae; Act 


RNA, partial sequence 
Actinobacteridae; Actinomycet 


RNA, partial sequence 


c312 16S ribosomal RNA, partial 
Actinobacteria; Actinobacterida 


gi 
s 
Ac 


gi 


, 


gi 
se 


gi 
1 
ae 


gi 
nc 
al 


gi 
se 


os 
gi 
al 


’ 


gi 
se 


gi 
se 
gi 
al 
gi 


Cory 
gi 


ne 


Cory 
gi 


ne 


s 
e; 


gi 
qu 
e; 


gi 
ne 
gi 


Strept 


gi 


ne 
gi 
eq 
ae 


219878285 


219878228 


equence 


219878172 


219878129 


219857660 


219857649 


219857648 


219857647 


219857646 


219857645 


219857644 


219857625 
somal RNA, partial sequence 2164214 21657 


219857619 


219857602 


219857587 


219857522 
2310109 23115 


219857511 


219857445 


ref |NR_025424.1 
1873541 187493 
tales; Micrococc 


equence 
tinomyce 


ref|NR_025367.1 
1949601 195111 
Actinomycetales; Pseudon 


ref |NR_025311.1 
2033216 203470 


ales; Corynebact 


quence 
inomycet 


ref|NR_025268.1 
sequence 2089993 209143 
Actinomycetales; Coryn 


, 


ref|NR_025249.1 
81 2112761 Mycoba 
neba 


21113 
Cory 


e 
es; 


ref |NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


quence 
inomycet 
is compl 


’ 


sequenc 
Actinomy 


ref|NR_025236.1 
2131039 213248 
ales; Corynebac 


quence 
inomycet 


v 


ref|NR_025235.1 
2132540 213398 
ales; Corynebac 


quence 
inomycet 


’ 


ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 


21340 
es; Cory 
ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref |NR_025208.1 
equence 2173451 217485 
Actinomycetales; Coryne 


21355 
bacterin 


bacterin 


ref |NR_025190.1 


ence 2194621 219603 
Actinomycetales; Coryne 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025110.1 


22172 
bacterin 


osporangineae; Thermomon 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025033.1 
2421026 242250 


Actinomycetales; Coryn 


bacterin 


uence 


’ 


gi 


219857385 


ref 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Mycobacterium 
cterium pinnipedii 


cterineae; Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Rhodococcus 
9 Rhodococcus 
bacterineae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Actinomadura mexicana 


29 Actinomadura mexicana Bacteria; 


osporaceae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Rhodococcus koreensis 


NR_024973.1 


2496307 2497779 Rhodococcus koreensis Bacteria; 


645136 Bacteria_16S 


strain FI-25796 1 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


645136 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


645136 Bacteria_16S 


strain IFO 16295 


strain SJS0289-JS 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


645136 Bacteria_16S 


strain IFO 16068 
Actinobacteria; A 


645136 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


645136 Bacteria_16S 


strain IFO 15059 
Actinobacteria; A 


645136 Bacteria_16S 


strain 801 16S ri 
Actinobacteria; A 


645136 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


645136 Bacteria_16S 


strain TA68 16S r 
Actinobacteria; A 


645136 Bacteria_16S 


strain TAGA27 16S 
Actinobacteria; A 


645136 Bacteria_16S 


strain DSM 43067 
Actinobacteria; A 
Actinomadura. 


645136 Bacteria_16S 


strain DSM 44183 
Actinobacteria; A 


645136 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


645136 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


645136 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


645136 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


2594807 2594756 1 51 gi 
ne 
2640811 2640760 1 opt gi 
16S ribosomal RNA, partial sequence 
ne 
2667871 2667820 1 51 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 
2747435 2747384 1 51 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2771360 2771309 1 


eq 
e; 
51 gi 
ne 


2906978 2906927 1 iit gi 
1 16S ribosomal RNA, partial sequence 


2938829 2938778 1 51 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 
2955470 2955419 1 


n 
2 

1 

; 


51 gi 
ctinobacteridae; Actinomycetales; Cory 
2987449 2987398 1 51 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2988975 2988924 1 


ne 


ar 
da 


51 gi 
ctinobacteridae; Actinomycetales; Cory 
3007284 3007210 1 73 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3023835 3023784 1 51 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 
3093338 3093287 1 51 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3094855 3094804 1 51 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3255164 3255113 1 51 


ne 


oc 


1 
er 


gi 


Micr 
gi 


oc 


Micr 
gi 


oc 


ctinobacteridae; Actinomycetales; Stre 


pt 


3337136 3337085 1 51 gi 
ctinobacteridae; Actinomycetales; Cory 
3338646 3338595 1 51 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 
3340158 3340107 1 SL gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 
3432472 34324211 51 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 
3433920 3433869 1 51 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


ne 
al 


e; 


rt 
da 


s 
Ac 


en 
al 


645136 Bacteria_16S 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 


ce 
es; 


e; 


e; 


ce 
es; 


3468663 3468612 1 51 gi 


219857272 
6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 


bacterin 
219857231 


26395 


bacterin 
219857212 


26665 
Pseu 


219857156 
uence 
Actinomycet 


219857137 
16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 


bacterin 
219856852 


29056 


ebacterin 
19856831 
sequence 
Actinomy 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 
bacterin 
219846932 
tial seq 


Actin 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 
bacterin 
219846919 
3005987 30074 
occineae 
219846908 
sequence 
idae; Ac 


219846860 
3092041 30935 
occineae 
219846859 
3093562 30950 
occineae 
219846751 
16S ribosomal RNA, partial sequence 3253877 32553 
osporang 


219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
bacterin 
219846693 
sequenc 
Actinomycet 


219846692 
ial sequ 


Actin 


219846623 
equence 
tinomyce 


219846621 


34326 
Cory 


219846597 


ref|NR_024903.1 
eae; Mycobacter 
ref|NR_024859.1 
12 2640976 Mycob 
eae; Mycobacter 
ref|NR_024840.1 
99 2668066 Sacch 
donocardineae; 


ref|NR_024784.1 
2746146 27474 
ales; Coryn 


ref|NR_024765.1 
50 Rhodococcus j 
eae; Nocardiace 
ref|NR_024671.1 
66 2907143 Willi 
eae; Williamsia 
ref|NR_024650.1 

2937540 29390 
cetales; Pseudo 


ref |NR_024639.1 
54 Gordonia rhiz 
eae; Gordoniace 
ref|NR_026524.1 
uence 29861 
omycetales; Cor 


ref |NR_026523.1 
56 Skermania pin 
eae; Gordoniace 
ref|NR_026511.1 
53 Frigoribacter 
; Microbacteria 
ref|NR_026500.1 
3022528 30239 
tinomycetales; 


ref|NR_026452.1 
11 Kocuria rhizo 
; Micrococcacea 
ref|NR_026451.1 
28 Kocuria palus 
; Micrococcacea 
ref |NR_026343.1 
21 Actinomadura 
ineae; Thermomo 
ref |NR_026286.1 
eae; Mycobacter 
ref |NR_026285.1 
e 3337354 33388 
ales; Coryn 


ref 
ence 
omyc 


NR_026284.1 
33388 
etales; Cor 


ref|NR_026215.1 
3431175 34325 
tales; Coryneba 


ref|NR_026213.1 
26 3433942 Coryn 
nebacterineae; 


ref|NR_026189.1 


10 Mycobacterium 
i 


a 
i 
a 


Pp 


9 
e 


a 


a 
Cc 


0 
n 


a 


5 
y 


a 


Cc 


8 
€ 


e 


e 


n 


03 Mycobacterium 
i 


1 
e 


6 
y 


7 
c 


2 
c 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 

Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Rhodococcus jostii 
ostii Bacteria; 

e; Rhodococcus. 
Williamsia maris 
msia maris Bacteria; 

eae; Williamsia. 
Actinoalloteichus 

7 Actinoalloteichus 

ocardineae; 


Gordonia rhizosphera 

osphera Bacteria; 

e; Gordonia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 

iformis Bacteria; 

e; Skermania. 

Frigoribacterium faeni 

ium faeni Bacteria; 

eae; Frigoribacterium. 
Gordonia 

4 Gordonia 

orynebacterineae; 


Kocuria rhizophila 
phila Bacteria; 
Kocuria. 

Kocuria palustris 
tris Bacteria; 
Kocuria. 
Actinomadura madurae 
madurae Bacteria; 
osporaceae; 


’ 


v 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Arthrobacter 


3467352 3468823 Arthrobacter 


crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


645136 Bacteria_16S 
strain DSM 43205 


645136 Bacteria_16S 
strain : DSM43338 


645136 Bacteria_16S 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


3473216 3473165 1 


3474751 3474700 1 


3476274 3476223 1 


St 


51 


51 


gi 


gi 


complete sequence 


gi 


219846594 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846593 


219846592 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
645136 Bacteria_16S 3477800 3477749 1 51 gi|219846591|ref|NR_026183.1 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 347797 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

645136 Bacteria_16S 3493030 3492979 1 51 gi| 219846581 |ref|NR_026173.1 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 349320 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacteriaceae; Mycobacterium. 

645136 Bacteria_16S 3616379 3616328 1 51 gi|219846495|ref|NR_026087.1 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
645136 Bacteria_16S 3617889 3617838 1 51 gi|219846494|ref|NR_026086.1 


komossense strain 


Mycobacterium. 
645136 Bacteria_16S 


strain 3015 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


645136 Bacteria_16S 
strain ATCC 35799 


Mycobacterium. 
645136 Bacteria_16S 
strain ATCC 43910 


Mycobacterium. 
645136 Bacteria_16S 


3625020 3624969 1 


3626565 3626514 1 


3637310 3637259 1 


3664903 3664852 1 


51 


51 


51 


51 


Ko2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


36165 


219846489 


3623734 36252 


gi 


16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219846488 
36252 


219846481 
36360 


219846462 


3473444 3474924 Rhodoc 


Corynebacterineae; M 


Corynebacterineae; M 


ref|NR_026186.1 
Nocardiacea 
ref|NR_026185.1 
Nocardiacea 


ref |NR_026184.1 


66 3618027 Mycoba 


ref |NR_026081.1 
17 Mycobacterium 
Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 


ref|NR_026073.1 
02 3637503 Mycoba 


ref|NR_026054.1 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 


Corynebacterineae; Mycobacteriaceae; 


Mycobacterium 


bohemicum strain 


bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacteriaceae; 


645136 Bacteria_16S 


hassiacum strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


DSM 44277 16S ribosomal RNA, partial sequence 


Mycobacterium. 
3722250 3722199 1 51 gi 
3849 16S ribosomal RNA, partial sequence 


219846420 
37209 


Mycobacterium. 
645136 Bacteria_16S 3725301 3725250 1 51 gi| 219846418 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 


verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
645136 Bacteria_16S 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial 


rugatobispora Bac 


Thermomonosporaceae; 
645136 Bacteria_16S 


strain FD 25934 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


645136 Bacteria_16S 


luteofluorescens 
luteofluorescens 


Thermomonosporaceae; 
645136 Bacteria_16S 


strain IFO 14679 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


645136 Bacteria_16S 


Actinomadura. 
3726762 37267111 


51 219846417 


sequenc 


gi 


teria; Actinobacteria; Actinobacteridae; 
Actinomadura. 

3728214 3728163 1 51 gi|219846416 
6S ribosomal RNA, partial sequence 3726957 37283 


3729669 3729618 1 51 gi|219846415 
strain 04745 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Actinomadura. 

3732582 37325311 51 gi| 219846413 
16S ribosomal RNA, partial sequence 3731323 37327 


3734044 3733993 1 ewe gi| 219846412 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 


atramentaria Bact 
Thermomonosporace 


645136 Bacteria_16S 


cosmeticum strain 


eria; Actinobacteria; Actinobacteridae; Actinomy 
ae; Actinomadura. 
4039750 4039699 1 51 gi|219846197 


LTA-388 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Actinomycetales; 


Streptosporangineae; 


Actinomycetales; 


Streptosporangineae; 


3663577 3665092 Mycobacterium 
Corynebacterineae; 


ref|NR_026011.1| Mycobacterium 
52 3722442 Mycobacterium hassiacum 


Corynebacterineae; Mycobacteriaceae; 


ref|NR_026009.1| Actinomadura 
3724040 3725450 Actinomadura 
Streptosporangineae; 


ref|NR_026008.1| Actinomadura 
e 3725501 3726906 Actinomadura 
Streptosporangineae; 


Actinomadura macra 
macra Bacteria; 
Thermomonosporaceae; 


ref |NR_026007.1 
59 Actinomadura 


ref|NR_026006.1| Actinomadura 
3728410 3729818 Actinomadura 
Streptosporangineae; 


Actinomadura coerulea 
coerulea Bacteria; 
Thermomonosporaceae; 


ref |NR_026004.1 
31 Actinomadura 


ref|NR_026003.1| Actinomadura 
3732782 3734190 Actinomadura 
cetales; Streptosporangineae; 


ref|NR_025787.1| Mycobacterium 
4038441 4039947 Mycobacterium 


cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


645136 Bacteria_16S 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; 


645136 Bacteria_16S 4063795 4063744 1 51 gi 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, compl 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

645136 Bacteria_16S 4074402 4074351 1 51 gi 
parascrofulaceum strain HSC68 16S ribosomal RNA, partia 


parascrofulaceum 
Mycobacteriaceae; 
645136 Bacteria_16S 
strain W4937 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 
3905 16S ribo 
Actinobacteridae; 
645136 Bacteria_16S 
strain M175 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 
flavescens strain 401 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Microbacterium. 
645136 Bacteria_16S 
arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; Microbacterium. 

645136 Bacteria_16S 
helvolus strain DSM 20419 16S ribosomal RNA, partial se 
helvolus Bacteria; 
Pseudoclavibacter. 
645136 Bacteria_16S 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; 
Promicromonospora 
645136 Bacteria_16S 
aerolatum strain 
Bacteria; Actinob 
Microbacterium. 
645136 Bacteria_16S 
koreensis strain 
Bacteria; Actinob 
Catellatospora. 
645136 Bacteria_16S 
halophilum strain 
Bacteria; Actinob 
Microbacterium. 
645136 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 
645136 Bacteria_16S 
aerolata strain V-54A 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
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CAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCGGGTTATGCCGGGAACTCTAGGGACACTGCCGGTGATA 
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GCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCCGCTTAAGTTTGGTGTATAAGCCCGGGGCTCAACCCCGGATCGCACCGAAAACTGGGTGGCTT 
GAGTGCAGGAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTG 
AGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGT 
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AACGCGAAGAACCTTACCAGGTCTTGACATCCCTTTGACCGGTACAGAGATGTACCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGAGCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGGAGCGATCCGGAGCGAATCC 
TTATAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGT 
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atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

645136 Bacteria_16S 2657485 2657409 1 75 gi|219857219|ref|NR_024847.1 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 265766 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Nocardioidaceae; Nocardioides. 

645136 Bacteria_16S 2670929 2670853 1 75 gi|219857210|ref|NR_024838.1 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microbispora. 

645136 Bacteria_16S 4054760 4054684 1 75 gi|219846184|ref|NR_025774.1 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
645136 Bacteria_16S 72485 72434 1 51 gi| 265679016 |ref|NR_029324.1 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Pseudonocardia. 

645136 Bacteria_16S 359978 359927 1 51 gi| 265678815 |ref|NR_029120.1 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
645136 Bacteria_16S 361524 361473 1 51 gi|265678814|ref|NR_029119.1 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Nesterenkonia. 

645136 Bacteria_16S 399419 399368 1 52 gi| 265678789 |ref|NR_029094.1 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Nocardiaceae; Nocardia. 

645136 Bacteria_16S 427357 427306 1 51 gi|265678770|ref|NR_029075.1 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Nesterenkonia. 

645136 Bacteria_16S 430444 430393 1 51 gi| 265678768 |ref|NR_029073.1 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Nesterenkonia. 

645136 Bacteria_16S 462690 462596 1 91 gi| 265678743 |ref|NR_029048.1 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 46285 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
645136 Bacteria_16S 507214 507163 1 51 gi|265678714|ref|NR_029019.1 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Pseudonocardiaceae; Pseudonocardia. 

645136 Bacteria_16S 523919 523868 1 51 gi|265678703|ref|NR_029008.1 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudo 


Bacteria; Actinob 
Pseudonocardia. 


645136 Bacteria_16S 


IMMIB R-145 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


strain R9242 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


645136 Bacteria_16S 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


645136 Bacteria_16S 


strain S1 16S rib 


acteria; Actinobacteridae; Actinomycet 


545221 545170 1 51 
ibosomal RNA, partial sequence 


gi 


Cory 
569706 569655 1 51 gi 
ribosomal RNA, partial sequence 
Acti 
642401 642350 1 51 gi 
rain EL-30 16S ribosomal RNA, partial 

cteria; Actinobacteria; Actinobacterid 
esterenkonia. 
816396 816345 1 51 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


837729 837678 1 
osomal RNA, partial sequence 


51 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


645136 Bacteria_16S 


875487 875393 1 91 gi 


ales; 


265678689 


543951 54542 
nebacterin 


265678673 


568394 56988 
nomycineae 


265678623 
sequence 
ae; 
265678502 


ales; 


265678488 


836449 83791 
nebacterin 


265678462 


subroseum strain CY-7113 16S ribosomal RNA, partial sequence 


subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


eae; Streptosporangium. 


Pseu 


Actino: 


ence 81510 
Pseu 


donocardineae; P 


ref |NR_028994.1 
eae; Nocardiacea 
ref |NR_028978.1 
1 Actinobaculum 
; Actinomycetace 
ref |NR_028928.1 

641107 642573 
mycetales; Micro 


ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 
ref |NR_028791.1 


eae; Nocardiacea 


Streptosporangineae; Thermomonosporaceae; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Nocardioides 
3 Nocardioides 


ionibacterineae; 


Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Pseudonocardia 
Pseudonocardia 

nocardineae; 


Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


, 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 


ccineae; Micrococcaceae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Pseudonocardia 
Pseudonocardia 
ardineae; 


Pseudonocardia 
nocardia benzenivorans 


seudonocardiaceae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Pseudonocardia 
nocardia zijingensis 


seudonocardiaceae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 


ref|NR_028765.1 
874217 875635 
Streptospo 


Streptosporangium 
Streptosporangium 
rangineae; 


645136 Bacteria_16S 


strain IFM 10035 


strain IFM 0784 1 


strain IFM 0575 1 


strain IFM 10084 


strain YZ-96 16S 


strain IFM 0245 1 


strain IMMIB R-14 


YIM 


30243 16S rib 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


645136 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


645136 Bacteria_16S 1 
n NRRL B-24048 16S ribosomal RNA, p 
ria; Actinobacteria; Actinobacteridae; 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


645136 Bacteria_16S 


strain DSM 44515 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


645136 Bacteria_16S 
ain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 191128 
teria; Actinobacteria; Actinobacteridae; 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


645136 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


645136 Bacteria_16S 


strain CF-25 16S 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


645136 Bacteria_16S 
DSM 20700 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


645136 Bacteria_16S 


strain F829 16S r 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


645136 Bacteria_16S 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 


1039632 1039581 1 


1041141 1041090 1 


1042679 1042628 1 


1044239 1044188 1 


1045795 1045744 1 


1053371 1053320 1 


1148411 1148360 1 


1326780 1326729 1 


1361761 1361686 1 

10331 16S ribosomal RNA, 
a; 
; Acidimicrobium. 
1521958 1521907 1 
rain DSM 


ardia. 


1541847 1541796 1 


ae; Actinokineospora. 
1730364 1730313 1 


1800028 1799977 1 


1911174 1911123 1 


Actinomyces. 
1924927 1924876 1 


Pseudonocardia. 
1958379 1958328 1 


e; 


2053195 2053144 1 


Mycobacterium. 
2079116 2079065 1 


eae; Propionibacterium. 
2162441 21623901 


2167082 2167031 1 


Pseudonocardia. 
2384035 2383984 1 


e; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
645136 Bacteria_16S 


34 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
645136 Bacteria_16S 
osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
645136 Bacteria_16S 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 


51 


Si 


51 


51 


51 


51 


51 


51 


75 


gi 


gi 


gi 


gi 


gi 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 


265678350 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 


265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
645136 Bacteria_16S 


265678348 


1044481 10459 


gi 


gi 


sequence 


gi 


265678342 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
645136 Bacteria_16S 


253680758 
11471 


219846136 


1325499 13269 


gi 


228719712 


complete sequence 13604 


51 


5 


51 


51 


SL 


51 


51 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
645136 Bacteria_16S 
DSM 44368 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


51 


SL 


51 


51 


SL 


Actinobacteria; Acidimicrobidae; Ac 


gi 


gi 


artial sequence 1540535 154204 


gi 


gi 


gi 


gi 


gi 


219857610 


43406 16S ribosomal RNA, partial sequence 1520665 152215 
cteria; Actinobacteria; Actinobacteridae; 


219857375 
Actinomyc 


219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
645136 Bacteria_16S 


219878336 


n R 5812 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


219878256 


219878245 


n LM 157 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


219878223 


1957067 19585 


gi 


partial 


gi 


partial 


gi 


219878157 
sequence 


219878137 
sequence 
Actinomyce 


219857627 


2161153 21625 


gi 


s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 


gi 


nebacterin 
219857624 
al sequenc 
eridae; Ac 


219857471 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref |NR_028654.1 
Nocardiacea 
ref|NR_028653.1 
Nocardiacea 
ref |NR_028652.1 
Nocardiacea 
NR_028651.1 


ref 


Nocardiacea 
ref |NR_028650.1 
Nocardiacea 
ref|NR_028644.1 
Nocardiacea 
ref|NR_028006.1 
15 1148603 Nocard 
Nocardiacea 
ref|NR_025726.1 
44 Nocardia alba 
Nocardiacea 
ref|NR_027584.1 
Acidimicro 


ref|NR_025199.1 


Coryn 


ref|NR_024963.1 


etales; Pseudono 
ref|NR_025527.1 
19 Mycobacterium 
Mycobacteri 
ref|NR_025475.1 

1798724 180016 
etales; Micrococ 


ref |NR_025395.1 


Actino: 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


ref |NR_025362.1 
65 Arthrobacter 
Micrococcaceae 
ref|NR_025296.1 

2051875 205339 
Corynebac 


ref|NR_025276.1 

2077807 207932 
tales; Propionib 
ref|NR_025216.1 
eae; Nocardiacea 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Nocardia alba strain 
Bacteria; 
e; Nocardia. 
Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 
idimicrobiales; 


bineae; 


Nocardia 
6 Nocardia 
ebacterineae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Pseudonocardia 
2 Pseudonocardia 


cardineae; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Mycobacterium 

1 Mycobacterium 

terineae; 


Propionibacterium 
0 Propionibacterium 


acterineae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


ref|NR_025059.1 


Nocardia abscessus 


2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


645136 Bacteria_16S 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


645136 Bacteria_16S 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 


capsulata Bacteria; Actinobacteria; Actinobacteridae; Act 


Nocardioidaceae; 


2438811 2438760 1 


2535617 2535523 1 


Friedmanniella. 


645136 Bacteria_16S 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 


spumicola Bacteria; Actinobacteria; Actinobacteridae; Act 


Nocardioidaceae; 


2588588 2588494 1 


Friedmanniella. 


645136 Bacteria_16S 
strain MS1-3 16S ribosomal RNA, partial sequence 


645136 Bacteria_16S 


strain IFM 10088 


645136 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


645136 Bacteria_16S 


strain IFO 12702 


645136 Bacteria_16S 


strain MK703-102F 


645136 Bacteria_16S 


strain IFO 15616 


645136 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


645136 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


645136 Bacteria_16S 


strain 10.268-1 1 


645136 Bacteria_16S 


strain DSM 20550 


645136 Bacteria_16S 


strain DSM 20541 


645136 Bacteria_16S 


strain DSM 20133 


645136 Bacteria_16S 


strain ATCC 51856 


645136 Bacteria_16S 


strain AS 4.1860 


645136 Bacteria_16S 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


645136 Bacteria_16S 


strain HKI0088 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


645136 Bacteria_16S 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 


cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Promicromonosporaceae; Cellulosimicrobium. 


645136 Bacteria_16S 
strain 136 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


645136 Bacteria_16S 


strain 27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2678491 2678440 1 


2688990 2688939 1 


2720463 2720412 1 


2827118 2827024 1 


2834765 28347141 


2903914 2903820 1 


2944901 2944807 1 


2970634 2970540 1 


2985927 2985876 1 


3456508 3456457 1 


3458037 3457986 1 


3470189 3470138 1 


3499007 3498956 1 


4075890 4075839 1 


2843 2769 1 


66464 66390 1 


119605 119531 1 


121106 121032 1 


137811 137737 1 


51 


91 


91 


51 


51 


51 


rain IFM 0265 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
ardia. 


91 


51 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


91 


91 


91 


51 


51 


51 


51 


51 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


51 


73 


28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


73 


73 


73 


73 


Micr 


gi|219857429 


gi|219857354 


gi| 219857276 


gi| 219857204 


2677198 26786 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219857197 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi] 219857175 


gi| 219856906 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; S 


gi| 219856901 


gi|219856854 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


gi| 219856827 


n YU 720-21 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi|219846944 


AA-1042 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Propionib 
Friedmanniella. 


gi| 219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219846606 


16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 


gi|219846605 


16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 


gi| 219846596 


16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 


gi| 219846577 


gi|219846169 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi| 265679062 
1539 


gi| 265679020 
65168 


gi| 265678983 


gi| 265678982 


119823 12132 
ococcineae 


gi|265678971 


inomycetales; 


inomycetales; 


sequenc 
Actinomycetales; 


28334 


Actinomyc 


34976 


nebacterin 


Pseu 


66643 
ococcineae 


ref |NR_025017.1 


Nocardiacea 
ref |NR_024942.1 

2534307 253578 
Propioniba 


ref |NR_024907.1 
2587275 258874 
Propioniba 


ref|NR_024832.1 


Nocardiacea 
ref|NR_024825.1 


Nocardiacea 
ref |NR_024803.1 
e 2719156 272065 
Coryn 


ref|NR_024727.1 


ref|NR_024722.1 
66 2834941 Nocard 
Nocardiacea 
ref |NR_024673.1 


ref|NR_024646.1 
2943614 294507 
etales; Frankine 


ref|NR_026536.1 

2969338 297081 
ref|NR_026525.1 
Nocardiacea 
ref|NR_026198.1 
ref|NR_026197.1 


69 Nesterenkonia 


ref|NR_026188.1 


ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_025759.1 


eae; Nocardiacea 
ref |NR_029370.1 

3029 Saccha 
donocardineae; P 


ref |NR_029328.1 
; Bogoriellaceae 
ref|NR_029291.1 

118321 119772 
ales; Micrococci 


ref|NR_029290.1 


; Cellulomonadac 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Friedmanniella 

3 Friedmanniella 

cterineae; 


Friedmanniella 
9 Friedmanniella 


cterineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 

4 Nocardia 

ebacterineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Arthrobacter agilis 


68 Arthrobacter agilis Bacteria; 


; Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 

; Nesterenkonia. 
Arthrobacter citreus 


48 Arthrobacter citreus Bacteria; 


; Arthrobacter. 
Actinomyces radingae 
myces radingae Bacteria; 

ae; Actinomyces. 
Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Saccharomonospora 

romonospora azurea 

seudonocardiaceae; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Cellulosimicrobium 
Cellulosimicrobium 

neae; 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 


eae; Cellulomonas. 


ref |NR_029279.1 


Oerskovia turbata 


136495 138004 Oerskovia turbata Bacteria; 


Micrococcineae; 


Cellulomonadac 


eae; Oerskovia. 


645136 Bacteria_16S 


strain ST26 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


strain ST50 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


strain 55134 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


645136 Bacteria_16S 


strain XILO8 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Xylanibacterium. 


645136 Bacteria_16S 


strain QH3A7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


645136 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


645136 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


645136 Bacteria_16S 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 
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645136 Bacteria_16S 
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645136 Bacteria_16S 


macrocephala stra 
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645136 Bacteria_16S 
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645136 Bacteria_16S 


strain DF-32 16S 


Actinobacteria; Actinoba 


Microbispora. 


645136 Bacteria_16S 
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ibosomal RNA, partial sequence 


gi 
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ibosomal RNA, partial sequence 
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ribosomal RNA, partial sequence 
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gi 
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acteria; Actinobacteria; Actinobacteri 
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acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 
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gi 
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918353 918279 1 73 gi 
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Cory 
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gi 
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44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nakamurella. 


645136 Bacteria_16S 


strain Se-3111 16 


1222460 1222386 1 73 
S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


645136 Bacteria_16S 
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Isoptericola. 
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1281117 1281043 1 
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73 gi 
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138055 13953 
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; Sa 
ref 


; Sa 
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v 
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7 JO 
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eae; 
ref 


eae; 
ref 


ceta 
ref 
ptos 
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’ 


Fr 
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; Be 
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ref 


1 Sanguibacter 


8 Sanguibacter 


396579 398094 


e 668320 66970 
e; Actinomycet 


776745 77822 


781358 78287 


1089685 109113 


e; Actinomycet 


1098650 11000 


17 1107715 Nonomu 


07 Microbispora 


39 1162206 Nakamu 


22 1227193 Isopte 


NR_029278.1 


nguibacterac 
NR_029277.1 


nguibacterac 
NR_029274.1 


nesiaceae; J 
NR_029095.1 


les; Microco 


NR_029089.1 
omicromonosp 
NR_029030.1 


nesiaceae; J 
NR_028908.1 
6 
ales; Actino 
NR_028832.1 
1 


Cory 


etales; 

NR_028828.1 
5 
r 


etales; Mic 


NR_028790.1 


e; Streptosp 
NR_028735.1 


Gordoniacea 
NR_028734.1 


Gordoniacea 
NR_028618.1 


ales; Strept 


NR_028612.1 
9 
° 


les; Strept 


NR_028606.1 
porangineae; 
NR_028605.1 
e; Streptosp 
NR_027604.1 


ankineae; Na 


NR_025495.1 


utenbergiace 
NR_025439.1 


cineae; Prom 


Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Cellulomonas 
Cellulomonas 

ccineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Arcanobacterium 
Arcanobacterium 

mycineae; 


Gordonia 
Gordonia 
nebacterineae; 


Xylanimonas 
Xylanimonas 


ococcineae; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 
Nakamurella 
rella multipartita DSM 


kamurellaceae; 


Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Isoptericola 

ricola variabilis 

icromonosporaceae; 


Aeromicrobium marinum 


NR_025681.1 


1279854 1281210 Aeromicrobium marinum DSM 15272 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Aeromicrobium. 


645136 Bacteria_16S 1317540 1317466 1 73 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

645136 Bacteria_16S 1334461 1334387 1 73 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

645136 Bacteria_16S 1346690 1346616 1 73 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

645136 Bacteria_16S 1349762 1349688 1 73 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

645136 Bacteria_16S 1529629 1529555 1 73 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

645136 Bacteria_16S 1760900 1760826 1 73 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

645136 Bacteria_16S 1762421 1762347 1 73 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

645136 Bacteria_16S 1763943 1763869 1 73 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

645136 Bacteria_16S 1806218 1806144 1 73 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

645136 Bacteria_16S 1807756 1807682 1 73 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

645136 Bacteria_16S 1810809 1810735 1 73 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

645136 Bacteria_16S 1835205 18351311 73 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 

645136 Bacteria_16S 2100441 2100367 1 73 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

645136 Bacteria_16S 2233739 2233665 1 73 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

645136 Bacteria_16S 2309878 2309804 1 73 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 


strain DSM43926 1 


singaporensis str 
singaporensis Bac 
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645136 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 
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2514385 25143111 73 gi 
VPCX2 16S ribosomal RNA, partial seque 
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2659009 2658935 1 73 gi 


219857218 


erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


Aeromicrobium. 


ref|NR_024846.1| Aeromicrobium 
2657714 2659187 Aeromicrobium 


645136 Bacteria_16S 2660529 2660455 1 73 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

645136 Bacteria_16S 2693458 2693384 1 73 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

645136 Bacteria_16S 2751801 2751727 1 73 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

645136 Bacteria_16S 2753297 2753223 1 73 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

645136 Bacteria_16S 2754793 2754719 1 13 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

645136 Bacteria_16S 2819631 2819557 1 73 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

645136 Bacteria_16S 2821124 2821050 1 73 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

645136 Bacteria_16S 2822618 2822544 1 73 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 

645136 Bacteria_16S 2900845 2900771 1 73 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
645136 Bacteria_16S 3013254 3013180 1 73 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 

645136 Bacteria_16S 3040563 3040489 1 73 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

645136 Bacteria_16S 3045130 3045056 1 73 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

645136 Bacteria_16S 3250669 3250595 1 73 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 
strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 3250829 Nonomuraea salmonea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
645136 Bacteria_16S 3252169 3252095 1 73 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 


strain DSM 43311 


16S ribosomal RNA, partial sequence 3250880 32523 


28 Microtetraspora glauca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

645136 Bacteria_16S 3311383 3311309 1 73 gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

645136 Bacteria_16S 3355451 3355377 1 73 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

645136 Bacteria_16S 3358574 3358500 1 73 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

645136 Bacteria_16S 3367795 3367721 1 73 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

645136 Bacteria_16S 3369293 3369219 1 73 gi|219846671|ref|NR_026263.1| Streptosporangium 


claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 


claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


eae; Streptosporangium. 


3368004 3369448 Streptosporangium 
Streptosporangineae; 


645136 Bacteria_16S 3370791 3370717 1 73 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

645136 Bacteria_16S 3372288 33722141 73 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 

645136 Bacteria_16S 3397985 3397911 1 73 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

645136 Bacteria_16S 3494576 3494502 1 73 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 

645136 Bacteria_16S 3495956 3495882 1 73 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

645136 Bacteria_16S 3735510 3735436 1 73 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

645136 Bacteria_16S 3736968 3736894 1 73 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 


strain IFO 14097 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


strain IFO 14525 


strain IFO 14345 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


645136 Bacteria_16S 


strain T/457 16S 


Stre 
gi 


pt 


3738429 3738355 1 73 


Stre 
gi 


pt 
3739894 3739820 1 73 
Stre 
3741358 3741284 1 73 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pt 


ce 
al 


3742821 3742747 1 73 
ribosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 3735706 37371 


219846409 
16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 219846408 


16S ribosomal RNA, partial sequence 3738628 37400 


219846407 


219846406 
3741557 37429 


inea 
ref 


osporang 


inea 
ref 


osporang 


inea 
ref 


osporang 


37400 


es; Streptos 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporanginea 
Microtetraspora. 
645136 Bacteria_16S 3744285 37442111 73 gi|219846405|ref 


strain IFO 14094 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


strain IFO 13155 


Actinobacteria; Actinobacteridae; Actinomycetales; 
eria_16S 


645136 Bact 
strain IFO 14745 


Actinobacteria; Actinobacteridae; Actinomycetales; 
eria_16S 


645136 Bact 


strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 39022 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Herbidospora. 

645136 Bacteria_16S 4110615 41105411 73 gi| 219846145 |ref|NR_025735.1 
strain HD9 16S ribosomal RNA, partial sequence 4109294 41108 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
645136 Bacteria_16S 4112181 41121071 73 gi|219846144|ref|NR_025734.1 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 41123 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
645136 Bacteria_16S 4244773 4244699 1 73 gi|219722939|ref|NR_024571.1 


strain C3H-21 16S 
Actinobacteria; A 


645136 Bacteria_16S 
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Actinobacteria; A 
Luteococcus. 


645136 Bacteria_16S 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 


Stre 
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Stre 
gi 


pt 
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Stre 
gi 


pt 


3902089 3902015 1 73 


16S ribosomal RNA, partial sequence 3743020 37444 
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3744485 37458 


219846403 
16S ribosomal RNA, partial sequence 3745947 37473 


219846402 
16S ribosomal RNA, partial sequence 3747408 37488 
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ref 


osporang 


inea 
ref 


osporang 
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ref 


osporang 
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osporang 
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ctinobacteridae; Actinomycetales; 
708511 708438 1 72 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


Micr 
gi 
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796384 796335 1 49 gi 
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265678577 
707255 70861 
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795040 796555 Leptospirillum ferriphilum 
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nibacterinea 
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Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


91 3741506 Micro 


e; Streptosp 
NR_026000.1 


e; Streptosp 
NR_025999.1 


e; Streptosp 
NR_025998.1 

t 
porangineae; 
NR_025997.1 
e; Streptosp 
NR_025996.1 


e; Streptosp 
NR_025995.1 


e; Streptosp 
NR_025994.1 


e; Streptosp 
NR_025993.1 


e; Streptosp 
NR_025884.1 


rmabacterace 
NR_028882.1 


e; Propionib 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Herbidospora cretacea 


68 Herbidospora cretacea Bacteria; 


orangiaceae; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


NR_028818.1 


Leptospirillum 


645136 Bacteria_16S 
strain CCUG 33897 
Bacteria; Actinob 


Luteococcus. 


645136 Bacteria_16S 
ferrooxidans stra 
Bacteria; Nitrosp 
645136 Bacteria_16S 


1432853 1432804 1 49 gi 


1981208 1981135 1 72 


gi 


haemolyticum strain CIP 103370 16S ribosomal RNA, parti 


haemolyticum DSM 
Actinomycetaceae; 
645136 Bacteria_16S 
strain JC2056 16S 


Arcanobacterium. 
4050369 4050296 1 72 
ribosomal RNA, partial sequence 


gi 


1219422 1219349 1 72 gi| 219878368 
16S ribosomal RNA, partial sequence 12181 
acteria; Actinobacteridae; Actinomycetales; Prop 


224581434 


in L15 16S ribosomal RNA, partial sequence 14315 
irae; Nitrospirales; Nitrospiraceae; Leptospiril 


219878208 
al sequenc 


20595 Bacteria; Actinobacteria; Actinobacteridae 


219846187 


4049074 40504 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


645136 Bacteria_16S 
hveragerdense str 


90366 90290 1 75 gi 


265679003 


ain JSP 16S ribosomal RNA, partial sequence 


hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacte 
Thermodesulfobacterium. 

645136 Bacteria_16S 807177 807101 1 75 gi| 265678508 
thermophilum strain 7 16S ribosomal RNA, partial sequence 80584 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacter 
Thermodesulfobacterium. 

645136 Bacteria_16S 1849066 1849006 1 60 gi| 219878303 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinomycetaceae; Arcanobacterium. 

645136 Bacteria_16S 2262850 2262774 1 75 gi| 219857558 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobac 
Thermodesulfobacterium. 

645136 Bacteria_16S 2358259 2358187 1 71 gi| 219857489 
strain ATCC 49929 16S ribosomal RNA, partial sequence 23569 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Propioniferax. 

645136 Bacteria_16S 1304 1253 1 51 gi| 265679063 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

645136 Bacteria_16S 104262 104211 1 St gi| 265678994 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 10297 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Tsukamurella. 

645136 Bacteria_16S 118084 118033 1 51 gi| 265678984 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Corynebacteriaceae; Corynebacterium. 

645136 Bacteria_16S 134865 134814 1 51 gi| 265678973 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 13354 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Arthrobacter. 

645136 Bacteria_16S 268988 268937 1 51 gi| 265678881 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequ 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacterid 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

645136 Bacteria_16S 368944 368893 1 51 gi| 265678809 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 


castelarensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; 
645136 Bacteria_16S 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 
645136 Bacteria_16S 
strain YIM 70085 


645136 Bacteria_16S 


Streptomyces. 


404100 404049 1 51 gi| 265678786 
YIM 001 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
; Streptomyces. 
422650 422599 1 51 gi| 265678773 
16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
428901 428850 1 51 gi| 265678769 
in YIM70093 16S ribosomal RNA, partial sequence 
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Corynebacteriacea 
645136 Bacteria_16S 
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7 Ya 
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ceta 


ref 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


99 1219566 Luteoc 


17 1433000 Leptos 


e 1979903 198138 


53 Nocardioides 


89036 
2 807361 Thermo 
1847763 184924 
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68 2358432 EEopee 
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6 104435 Tsukam 
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e; Nocardioi 
NR_029311.1 
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s; Thermodes 
NR_025442.1 
es; Actinomy' 
NR_025146.1 
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NR_029281.1 
cineae; Micr 
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ales; Strept 
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NR_029078.1 
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NR_029074.1 
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Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Leptospirillum 
pirillum ferrooxidans 


Arcanobacterium 
5 Arcanobacterium 


s; Actinomycineae; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Thermodesulfobacterium 
Thermodesulfobacterium 

sulfobacteriaceae; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Tsukamurella pulmonis 
urella pulmonis 
sukamurellaceae; 


Corynebacterium 
Corynebacterium 
rineae; 


Arthrobacter 
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ococcaceae; 


Actinomadura cremea 
269132 Actinomadura 
les; 


Streptomyces 
Streptomyces 
omycineae; 


Streptomyces 
Streptomyces 


cineae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Corynebacterium 
Corynebacterium 

acterineae; 


NR_029068.1 
436922 


Amycolatopsis 
438427 Amycolatopsis 


645136 Bacteria_16S 


4611 


62 461111 1 


51 


gi 


265678744 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 


645136 Bacteria_16S 


J18 


strain A10 16S ri 


4672 


4702 


25 467174 1 


16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
645136 Bacteria_16S 


02 470151 1 


bosomal RNA, partial sequence 


51 


gi 


265678740 


465880 467346 Rothi 


St 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


645136 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


645136 Bacteria_16S 


gangotriensis str 
gangotriensis Bac 


4949 


4964 


07 494856 1 


12 496361 1 


Micrococcaceae; Arthrobacter. 


645136 Bacteria_16S 
106/00/5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
e; Corynebacterium. 
645136 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


strain FI-0169 16 


5102 


5315 


47 510196 1 


31 531480 1 


51 


51 


51 


51 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium avi 


645136 Bacteria_16S 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


645136 Bacteria_16S 


strain B22P3 16S 


5529 


5995 


um complex (MAC). 


64 552913 1 


64 599513 1 


St 


51 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


645136 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


645136 Bacteria_16S 


strain CMS90 16S 


645136 Bacteria_16S 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


645136 Bacteria_16S 


strain W16 16S ri 


645136 Bacteria_16S 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 


645136 Bacteria_16S 


microaerophilum strain M 5 16S ribosomal RNA, partial s 
microaerophilum Bacteria; Actinobacteria; Actinobacteri 
Propionibacteriaceae; Propionibacterium. 


645136 Bacteria_16S 


strain K24 16S ri 


645136 Bacteria_16S 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


645136 Bacteria_16S 


strain Cal06 16S 


645136 Bacteria_16S 
efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
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bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


18 774867 1 


37 855686 1 


35 861884 1 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


148 11710971 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


988 12179371 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


19112571401 


51 


SL 


51 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
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Pseudonocar 
NR_027583.1 


cardineae; P 
NR_025612.1 
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Actinomadura latina 


latina Bacteria; 
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657614 Streptomyces 
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chelonae Bacteria; 
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2 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


diaceae; Prauserella. 
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Propionibacterium 
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Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 

Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 


NR_024772.1 


Corynebacterium 


CTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGATTGGGGTGAA 
GTCGTAAGCAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGA 
GTTTGATCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACCACTTCGGTGGTGAGCGGCGAACGGGTGAGTAACACGTAGGTTA 
TCTGCCCATCAGACGGGGACAACGATTGGAAACGATCGCTAATACCGGATAGGACGAAAGTTTAAAGGTGCTTCGGCACCACTGATGGATGAGCCTGCGGCGCAT 
TAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGCCTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATG 
GCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGA 
ATTATTGGGCGTAAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCAACTTGAGTGCAGAAG 
AGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGTCGAACCTCAGTGCTGAAGTTAACGCATTAAGCAC 
TCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCAGGTCTTGACATACCAGTGACCGTCCTAGAGATAGGATTTTCCCTTCGGGGACAATGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCATTCAGTTGGGGACTCTAACGAGACTGCCAGTGACAAACTGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAAAGAGAAGCGAAGCGGTGACGTGGAGCAAACCTCATAAAGCCAATC 
TCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCG 
CCCGTCACACCACGAGAGTTTACAACACCCGAAGTCAGTGGCCTAACCGCAAGGAGGGAGCTGCCTAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGT 
ATCCCTACCGGAAGGTGGGGTTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGGAT 
GAACGCTAGCGGNAGGCCTAACACATGCAAGCCGAGCGGTATGGATAGCTTGCTATCCAGAGAGCGGCGTACGGGTGCGTAACACGTGTGCAACCTGCCTTTATC 
TGGGGGATAGCCTTTCGAAAGGAAGATTAATACCCCATAATATGGTGTCCGGCATCGGTCGCATTGAAAGCCTCGGCGGATAGAGATGGGCACGCGCAAGATTAG 
ATAGTTGGCGGGGTAACGGCCCACCAAGTCGATGATCTTTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGC 
AGCAGTGAGGAATATTGGACAATGGGTGGAAGCCTGATCCAGCCATCCCGCGTGAAGGATGACGGTCCTATGGATTGTAAACTTCTTTTGTACAGGGATAAACCT 
GCCCTCGTGAGGGCAGCTGAAGGTACTGTACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGG 
GTTTAAAGGGTCCGTAGGCGGGCCTGTAAGTCAGTGGTGAAATCTCATAGCTTAACTATGAAACTGCCATTGATACTGCAGGCCTTGAGTAAATTTGAAGTGGCT 
GGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAACACCGATTGCGAAGGCAGGTCACTAAGATTTAACTGACGCTGATGGACGAAAGCGTGGGGA 
GCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGCTAACTCGTTTTTGGACTTCGGGTTCAGAGACCAAGCGAAAGTGATAAGTTAGCCACCTGG 
GGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATTATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGACT 
TAAATGGGAATTGACAGATTTAGAAATAGATCCTCCTTCGGGCAATTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTAGGTTAAGTCCTG 
CAACGAGCGCAACCCCTGCCAACAGTTGCCATCATTCAGTTGGGGACTCTGTTGGGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATCATCAC 
GGCCCTTACGTCTTGGGCCACACACGTAATACAATGGCCGGTACAGAGGGCAGCTACCTGGTGACAGGATGCGAATCTCGAAAGCCGGTCTCAGTTCGGATTGGA 
GTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATG 
GAAGTCTGGGGTACCTGAAGTCGGTGACCGTAATAGGAGCTGCCTAGGGTAAAACAGGTAACTAGGGCTAAGTCGTAACAAGGGGGGNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCATAAGACATGCAAGTCGAGCGGGGGGACTGGG 
GAGCTTGCTCTCCGGTCTCCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGGCAGTGGGGGATAACCCTGGGAAACTGGGGCTAATACCGCATACG 
GTCCGCGCTCCGCATGGGGTGTGGAAGAAAGGCCGTCGTGAGGCGGTCGCTGCCGGAGGGGCCCGCGGCCCATCAGCTGGTTGGTGGGGTAACGGCCCACCAAGG 
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CGGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCTGG 
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GTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACTGCCTAAGGCAGGG 
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GTGGCCTCTGGAACAAGCTACCGCTGTGGGAGGGGTTTGCGTCTGATTAGCTGGTTGGAGGGGTAACGGCCCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGG 
ATGAACGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGA 
GTGAAGACGGCCTTCGGGTTGTAAAGCTCTGTTATAGGGGACGAACGGCCGGGTAGCGAAGAGGTAGCCGGCATGACGGTACCGTAAGAGAAAGCCACGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGCAGGCGGCTGTGTAAGTCTGTCTAAAAAGTGCGGG 
GCTAAACCCCGTGAGAGGATGGAAACTGGACAGCTGAGAGTGTCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCG 
GTGGCGAAAGCGGCTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTAC 
TAGGTGTAGGAGGTATCGACCCCTCCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGCCTTGACATTGCTCGCAACGGGTAGAGATACCTGGTTCTTCTTCGGA 
AGACGAGACAACAGGTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCAGTTACCAGCACGTAG 
CGGTGGGGACTCAGGAGAGACAGCCGCAGACAATGCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGCCCCTTATGGCTTGGGCTACACACGTACTACAATGG 
CTCTAAATAGAGGGAAGCGAAGGAGCGATCCGGAGCAAACCCCGCAAACAGAGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGGAGGAATCGCTA 
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Saccharomonospora. 
1901087 1901036 1 


DSM 12362 16S ribosomal RNA, 


51 


51 


51 


51 


51 


51 


Streptomycineae; Streptomycetaceae; 
NR_025493.1 
sequence 1773034 1774481 Streptomyces 
Actinomycetales; 


gi 


gi 


219878354 


219878349 


1780670 17821 


gi 


gi 


gi 


gi 


partial 


humiphilum Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; 
645136 Bacteria_16S 


Ornithinimicrobium. 
1938656 1938605 1 


51 


gi 


219878325 


43828 16S ribosomal RNA, partial sequence 18156 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219878295 


219878274 


DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Act 


219878263 
sequence 


219878236 


paucivorans strain CF 62 16S ribosomal RNA, partial sequence 


paucivorans Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 


Brevibacteriaceae; 
645136 Bacteria_16S 
strain CF-43 16S 


645136 Bacteria_16S 
strain CCUG 35957 


645136 Bacteria_16S 


somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
645136 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
645136 Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


645136 Bacteria_16S 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionimicrobium. 


645136 Bacteria_16S 
avidum strain DSM 


Propionibacterium. 
645136 Bacteria_16S 
strain DSM 43030 


645136 Bacteria_16S 


1959935 1959884 1 


2036056 2036005 1 


2057733 2057682 1 


2059272 20592211 


2066813 2066762 1 


2080668 2080617 1 


2082225 20821741 


2111136 2111085 1 


2139911 2139860 1 


51 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


51 


51 


51 


51 


51 


51 


51 


51 


gi 


219878222 


1958616 19601 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


gi 


gi 


strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


gi 


gi 


4901 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Streptomycineae; Streptomycetaceae; 
NR_025231.1 


gi 


219878146 
20655 


219878136 
sequence 


219878135 
20809 


219873436 


16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219857642 


palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 


Amycolatopsis. 


inomycetales; 


Actinomycetales; 


Actinomycetales; 


ref 


ref 


ref 


ref 


ref 
1885917 18874 


ref 
1899804 19011 


ref 
1937348 19387 


ref 
16 Arthrobacter 


Actinomycetales; S 


ref 


ref 
2079371 20808 


ref 


ref 
30 Streptomyces 


ref = 
2138615 21400 


NR_025505.1 
18 Gordonia sihwensis Bacteria; 
Gordoniaceae; 
NR_025496.1 
1770072 1771486 Corynebacterium 
Corynebacterineae; 


NR_025494.1 


NR_025488.1 
24 Citricoccus muralis Bacteria; 
Micrococcaceae; 
NR_025464.1 
46 1817129 Kibdelosporangium aridum 
Pseudonocardineae; 


NR_025434.1 
sequence 1858220 18597 


Actinomycetales; 


NR_025413.1 
NR_025402.1 
NR_025375.1 


NR_025361.1 


Micrococcaceae; 


NR_025285.1 
12 2067008 Micrococcus antarcticus 
Micrococcineae; Mic 
NR_025275.1 


NR_025274.1 
23 2082426 Propionibacterium avidum 
Propionibacterineae; 


NR_025250.1 


Streptosporangineae; 


Gordonia sihwensis 


Gordonia. 
Corynebacterium 


Streptomyces arenae 
arenae Bacteria; 
Streptomyces. 
Streptomyces 


Streptomycineae; 


Citricoccus muralis 


Citricoccus. 
Kibdelosporangium 


Pseudonocardiaceae; 


Corynebacterium 
01 Corynebacterium 


Corynebacterineae; 


Saccharomonospora 
21 Saccharomonospora 


Pseudonocardineae; 


Ornithinimicrobium 
09 Ornithinimicrobium 


Micrococcineae; 


Brevibacterium 
59 Brevibacterium 


Micrococcineae; 


Arthrobacter albus 
albus Bacteria; 
Arthrobacter. 


219878171|ref|NR_025310.1| Rothia nasimurium 
2034753 2036233 Rothia nasimurium Bacteria; 
Rothia. 

219878153|ref|NR_025292.1| Streptomyces 
sequence 2056438 2057920 Streptomyces 
Actinomycetales; Streptomycineae; 
219878152|ref|NR_025291.1| Streptomyces 
sequence 2057971 2059469 Streptomyces 


treptomycineae; 
Micrococcus 
rococcaceae; 


Propionimicrobium 
72 Propionimicrobium 


Actinomycetales; Propionibacterineae; 


Propionibacterium 


Propionibacteriaceae; 


humiferus Bacteria; 
Streptomyces. 
Amycolatopsis 
41 Amycolatopsis 


Micrococcus. 


Streptomyces humiferus 


645136 Bacteria_16S 


strain YIM 90001 


strain PK-Blue 16 


2150482 21504311 


2168601 2168550 1 


51 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
645136 Bacteria_16S 
S ribosomal RNA, partial sequence 


51 


Actinobacteria; Actinobacteridae; Actinomycetales; 


645136 Bacteria_16S 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


645136 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


645136 Bacteria_16S 
in ATCC BAA-173 16S ribosomal 
eria; Actinobacteria; Actinobacteridae; 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


645136 Bacteria_16S 


sulfonivorans str 
sulfonivorans Bac 


2247365 22473141 


; Streptomyces. 
2261253 2261202 1 


; Streptomyces. 
2306832 2306781 1 


Tsukamurella. 
2347607 2347556 1 


Micrococcaceae; Arthrobacter. 


645136 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 


2349116 2349065 1 


Micrococcaceae; Arthrobacter. 


645136 Bacteria_16S 
in LCDC-98A072 16S ribosomal RNA, partial sequen 
eria; Actinobacteria; Actinobacteridae; 


australiense stra 
australiense Bact 
Propionibacteriac 


645136 Bacteria_16S 
strain CM2 16S ribosomal RNA, 
Bacteria; Proteobacteria; Alphaproteobacteria; 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


645136 Bacteria_16S 
s strain B7 16S ribosomal RNA, partial sequence 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 


psychrolactophilu 
psychrolactophilu 


2359775 2359724 1 


eae; Propionibacterium. 
2400711 2400660 1 


2455630 2455579 1 


Micrococcaceae; Arthrobacter. 


645136 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
645136 Bacteria_16S 


strain T1-X7 16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


645136 Bacteria_16S 
strain A-6 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 
645136 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


645136 Bacteria_16S 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


645136 Bacteria_16S 


strain DSM 43194 


strain DSM 44262 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


645136 Bacteria_16S 


A1-17B 16S riboso 
Actinobacteridae; 


645136 Bacteria_16S 


2493216 2493165 1 


2494703 2494652 1 


e; Tetrasphaera. 


2517413 2517362 1 
Bacteria; 
2518903 2518852 1 
; Streptomyces. 
2610122 2610071 1 


n N1165 


Amycolatopsis. 
2611695 2611644 1 


e; 


2613222 26131711 


2627111 2627060 1 


Tessaracoccus. 
2746036 2745985 1 
mal RNA, partial sequence 


eae; 


2748852 2748801 1 


51 


ain S77 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


51 


us strain AT10 16S ribosomal RNA, partial sequen 
us Bacteria; Actinobacteria; Actinobacteridae; A 


51 
RNA, 


SL 


ain ALL 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


51 


rain TGA 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


51 


Actinomy 

51 gi| 219857460 
partial sequence 

R 

51 gi|219857415 


SL 


51 


ain 109 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


Dl 


51 


in CN 732 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


51 


16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


51 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
645136 Bacteria_16S 


51 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
645136 Bacteria_16S 


51 


in Benl06 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


51 


2744758 2746095 Rothi 
Actinomycetales; Micrococcineae; Micrococcaceae 


51 


strain Al-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


partial 


gi|219857635 


gi| 219857623 
2167280 21687 
Streptomycinea 
gi| 219857568 


Actinom 


gi|219857559 


gi| 219857525 
complete sequ 
Actinomy 
gi| 219857496 
Actinom 


gi] 219857495 


Actino: 


gi|219857488 


gi|219857388 
2491905 24933 


gi|219857387 


Actinom 


219857366 
sequence 
Acti 


gi 
gi| 219857365 
Actinomy 
gi| 219857259 
Actinomyc 


gi| 219857258 


gi| 219857257 


gi| 219857247 
Actinomy 


gi| 219857157 


mycetales; 


cetales; 


etales; 


eae; 


eae; 


cetales; Propion 


ref |NR_025224.1 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


eae; Pseudonocar 
ref|NR_025212.1 
69 Streptomyces 
e; Streptomyceta 
ref|NR_025156.1 

2246040 224756 
ycetales; Strept 


ref|NR_025147.1 
ce 2259931 226145 
ctinomycetales; 


ref 
ence 
cetales; 


NR_025113.1 
230551 
Coryneb 


ref |NR_025084.1 
2346319 234777 
ycetales; Microc 


ref|NR_025083.1 
2347826 234928 
Micro 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


ref |NR_025048.1 
2399427 240087 
hizobiales; Hyph 


ref|NR_025003.1 
2454319 245573 
tinomycetales; 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024975.1 
2493400 249486 
ycetales; Microc 


ref |NR_024954.1 
2516115 251756 
nomycetales; Mic 


ref|NR_024953.1 
2517611 251909 
Strepto 


ref|NR_024890.1 
2608828 261032 
Pseudono 


ref|NR_024889.1 


diaceae; Prauserella. 
Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 

omycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Arthrobacter 
2 Arthrobacter 


Micrococcineae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Amycolatopsis 
2 Amycolatopsis 


cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


Pseudonocar 
ref|NR_024888.1 
18 Amycolatopsis 
Pseudonocar 
ref |NR_024877.1 

2625807 262727 


NR_024785.1 
aeria Bacteria 
; Rothia. 


gi] 219857155 


ref |NR_024783.1 


diaceae; Prauserella. 
Amycolatopsis alba 

alba Bacteria; 

diaceae; Amycolatopsis. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Rothia aeria strain 
; Actinobacteria; 


Arthrobacter russicus 


2747544 2748884 Arthrobacter russicus Bacteria; 


645136 Bacteria_16S 
albofaciens strain JCM 4342 16S ribosomal RNA, 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae 


strain IAM 14851 


a 
645136 Bacteria_16S 
strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
645136 Bacteria_16S 


2777519 2777468 1 


Streptomyces. 
2815064 2815013 1 


2902379 2902328 1 


2978278 2978227 1 


51 


51 


51 


51 


219857132 
sequence 
Actinomyc 


gi 
partial 


gi| 219857107 
2813767 28152 


gi|219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
645136 Bacteria_16S 


gi| 219846938 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 


macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
645136 Bacteria_16S 


Streptomyces. 
2981344 2981293 1 


51 


Actinomyc 


gi| 219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
645136 Bacteria_16S 
HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 
Intrasporangiaceae; 
645136 Bacteria_16S 


hortensis strain 


strain F98.3HR69 


Streptomyces. 
3046662 3046611 1 


Ornithinicoccus. 
3099437 3099386 1 


51 


51 


gi|219846891 


gi|219846856 


16S ribosomal RNA, partial sequence 3098122 30995 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


645136 Bacteria_16S 
denitrificans strain DSM 
denitrificans Bacteria; 


Hyphomicrobium. 


645136 Bacteria_16S 
methylovorum strain DSM 


Hyphomicrobium. 


645136 Bacteria_16S 


strain DSM 44267 


3125005 3124954 1 


3126494 3126443 1 


3153538 3153487 1 


51 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


51 


SL 


219846839 
sequence 
Rhiz 


gi 


gi| 219846838 


5458 16S ribosomal RNA, partial sequence 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhizo 


gi| 219846820 


16S ribosomal RNA, partial sequence 3152235 31537 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


645136 Bacteria_1 


6S 


3226448 3226397 1 


52 


gi|219846770 


strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


645136 Bacteria_1 


6S 


3253667 3253616 1 


51 


gi| 219846752 


strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 32538 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
645136 Bacteria_1 
strain DSM 44140 


6S 
16S ribosomal RNA, partial sequence 3320684 33221 


3321972 33219211 


SL 


Streptosporang 


gi|219846705 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


645136 Bacteria_1 
strain DSM 43040 


6S 
16S ribosomal RNA, partial sequence 3329815 33312 


3331123 3331072 1 


51 


gi| 219846698 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


645136 Bacteria_1 
strain DSM 43039 


6S 
16S ribosomal RNA, partial sequence 3331343 33328 


3332651 3332600 1 


51 


gi|219846697 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


645136 Bacteria_16S 


3360138 3360087 1 


51 


gi|219846677 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 


alimentarium Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; 


645136 Bacteria_16S 
strain M17C 16S ribosomal RNA, partial sequence 


Brachybacterium. 
3378376 3378325 1 


51 


gi|219846664 
3377063 33785 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


645136 Bacteria_16S 
strain DSM 44015 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 
strain ATCC 43185 16S ribosomal RNA, partial sequence 
Bacteroidia; 


Bacteroidetes; 


645136 Bacteria_16S 


3381445 3381394 1 


3393504 3393437 1 


Bacteroidales; 
3401047 3400996 1 


51 


complete sequence 


67 


Bacteroidaceae; 


Si 


219846662 
33801 
Cory 
219846650 
33921 
Bacter 
219846645 


gi 


gi 


gi 


strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


645136 Bacteria_16S 


3402573 3402522 1 


SL 


219846644 


gi 


Actinomycetales; 


inomycetales; 


Actinomycetales; 


ref|NR_024760.1| Streptomyces 
2776208 2777696 Streptomyces 
etales; Streptomycineae; 


ref|NR_024735.1| Tetrasphaera elongata 
09 Tetrasphaera elongata Bacteria; 
Intrasporangiaceae; Tetrasphaera. 
ref|NR_024674.1| Leucobacter albus 
46 Leucobacter albus Bacteria; 
Microbacteriaceae; Leucobacter. 
ref |NR_026530.1| Streptomyces 

2976976 2978459 Streptomyces 
etales; Streptomycineae; 


ref|NR_026528.1| Streptomyces 
2980041 2981526 Streptomyces 
Streptomycineae; 


ref|NR_026483.1| Ornithinicoccus 
3045360 3046851 Ornithinicoccus 
Micrococcineae; 


ref|NR_026448.1| Arthrobacter rhombi 
44 Arthrobacter rhombi Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026431.1| Hyphomicrobium 
3123738 3125183 Hyphomicrobium 
obiales; Hyphomicrobiaceae; 
ref|NR_026430.1| Hyphomicrobium 
125234 3126653 Hyphomicrobium 
biales; Hyphomicrobiaceae; 


w 


ref|NR_026412.1] Terracoccus luteus 

13 Terracoccus luteus Bacteria; 

; Intrasporangiaceae; Terracoccus. 
ref|NR_026362.1| Janibacter limosus 

21 Janibacter limosus Bacteria; 

; Intrasporangiaceae; Janibacter. 
ref|NR_026344.1| Actinomadura kijaniata 
26 Actinomadura kijaniata Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_026297.1| Gordonia hirsuta 
44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026269.1| Brachybacterium 
3358821 3360332 Brachybacterium 
Micrococcineae; 


ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 

; Dermacoccaceae; Kytococcus. 
ref|NR_026254.1| Gordonia hydrophobica 
49 3381618 Gordonia hydrophobica 
nebacterineae; Gordoniaceae; Gordonia. 


ref|NR_026242.1| Bacteroides caccae 

91 3393612 Bacteroides caccae Bacteria; 
oides. 

ref|NR_026237.1| Arthrobacter sulfureus 


13 Arthrobacter 
; Micrococcaceae; 
ref |NR_026236.1 


sulfureus Bacteria; 
Arthrobacter. 
Arthrobacter oxydans 


strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


645136 Bacteria_16S 


strain DSM 20138 


histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
645136 Bacteria_16S 


strain DSM 20116 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


645136 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


645136 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


645136 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


645136 Bacteria_16S 


strain DSM 20032 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
645136 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


645136 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


645136 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


645136 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


645136 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


645136 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


645136 Bacteria_16S 


strain NCTC 11636 
Actinobacteria; A 


645136 Bacteria_16S 


strain DSM 3133 1 
Actinobacteria; A 


645136 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


645136 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


645136 Bacteria_16S 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 


3404111 3404060 1 51 gi 


3405641 3405590 1 Si gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
3407168 3407117 1 


51 gi 


3416249 3416198 1 51 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3417733 3417682 1 51 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 
3431099 3431048 1 SL gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3450323 3450272 1 51 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3454979 3454928 1 


51 gi 


3459531 3459480 1 51 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


3461051 3461000 1 51 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

3462573 3462522 1 51 gi 
ctinobacteridae; Actinomycetales; Micr 
3464095 3464044 1 5d gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 

3465619 3465568 1 51 gi 
ctinobacteridae; Actinomycetales; Micr 
3467141 3467090 1 51 gi 
DSM 20123 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 


3471709 3471658 1 51 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3482285 3482234 1 51 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Acti 
3488428 3488377 1 Si gi 


ctinobacteridae; Actinomycetales; Micr 
3602767 3602716 1 51 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 
3608806 3608755 1 51 gi 
ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
Mycobacterium. 


oc 


ar 
ri 


oc 
al 


ti 
ae 


s 


al 


oc 
al 


e; 


te 
ae 


oc 


ti 
da 


oc 


se 
Ac 


s 
A 


no 
oc 


a 
i 


eq 
ct 


3623519 3623468 1 51 gi 


219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 


occineae 


219846642 
tial seq 


dae; Act 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 


occineae 


219846634 


34149 


es; Micr 


219846633 


al seque 
Actino: 


, 


219846624 


equence 


Actinomyc 


219846610 


34490 


es; Stre 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 


occineae 


219846603 


sequenc 


219846602 


sequenc 
Actino: 


v 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


occineae 


219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


occineae 


219846598 


quence 
tinomyce 


219846595 


equence 
ctinomyc 


219846588 


34809 
mycineae 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 


occineae 


219846505 


sequence 
Actinomy 


219846500 


uence 
inomycet 


219846490 


Actinomycet 


ref |NR_026235.1 
85 Arthrobacter ilicis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

uence 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


Arthrobacter ilicis 


’ 


ref|NR_026233.1| Arthrobacter aurescens 
45 Arthrobacter aurescens Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026226.1| Cellulomonas humilata 
64 3416365 Cellulomonas humilata 


ococcineae; Cellulomonadaceae; 


’ 


ref 
nce 
myce 


NR_026225.1 
341641 
Actin 


Actinomyces 
6 3417841 Actinomyces 
tales; omycineae; 
ref|NR_026216.1 
3429781 343112 
etales; Coryneba 


Corynebacterium 
4 Corynebacterium 
cterineae; 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


ref|NR_026199.1| Kocuria kristinae 
36 Kocuria kristinae Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026195.1] Arthrobacter 

e 3458220 3459692 Arthrobacter 
ales; Micrococcineae; 


, 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


Arthrobacter 
0 Arthrobacter 
coccineae; 


ref|NR_026193.1 
33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 
omycetales; Micrococcineae; 


Arthrobacter ramosus 


’ 


ref|NR_026191.1 
79 Arthrobacter pascens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026190.1] Arthrobacter 

3465830 3467301 Arthrobacter 
tales; Micrococcineae; Micrococcaceae; 


Arthrobacter pascens 


’ 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


ref|NR_026187.1 
3470399 347186 
etales; Micrococ 


ref|NR_026180.1 
66 3482380 Actino 


Actinomyces howellii 
myces howellii Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026176.1| Actinotalea fermentans 
02 Actinotalea fermentans Bacteria; 
; Cellulomonadaceae; Actinotalea. 
ref|NR_026097.1| Actinomyces 

3601450 3602945 Actinomyces 
cetales; Actinomycineae; 


ref|NR_026092.1 
3607525 360892 


ales; Corynebact 


Mycobacterium 
0 Mycobacterium 
erineae; 


ref|NR_026082.1| Mycobacterium avium 


3622221 3623683 Mycobacterium 


avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 


645136 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


645136 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; 


645136 Bacteria_16S 


strain CM2104 16S 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


645136 Bacteria_16S 


strain CPJVR-H 16 


strain CA15-8 16S 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 


645136 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


645136 Bacteria_16S 


strain R18165 16S 


strain LMG 2096 
Proteobacteria; G 


645136 Bacteria_16S 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


645136 Bacteria_16S 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


645136 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


645136 Bacteria_16S 


strain CE40 16S r 
strain K 1/K2 16S 
Bacteroidetes; 


strain IS1B 16S r 
Planctomycetes; P 


Sphingobacteria; 
4012419 4012368 1 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
645136 Bacteria_16S 


Streptomyces. 


Streptomyces. 


ia; 
ae; 


Actinobacteria; 
Actinocorallia. 


16S ribosomal RNA, 


16S ribosomal RNA, 


itricoccus. 


; Streptomyces. 


ae; Actinomadura. 


ribosomal RNA, 


ae; Modestobacter. 


124189 124120 


571249 571200 


693869 693820 


645136 Bacteria_16S 


970855 970806 


3638854 3638803 1 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; 
645136 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae; 
645136 Bacteria_16S 
libanotica strain 
libanotica Bacter 
Thermomonosporace 
645136 Bacteria_16S 


3640406 3640355 1 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 


3731126 3731075 1 
IFO 14095 16S ribosomal RNA, 


3920116 3920065 1 


3921697 3921646 1 


3985548 3985497 1 
6S ribosomal RNA, partial sequence 
Sphingobacteriales; 


4059289 4059238 1 
rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacteridae; 


4127383 4127332 1 
S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 4200859 4200812 5 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
645136 Bacteria_16S 4205397 4205346 1 
n VK-A60 16S ribosomal RNA, partial sequ 


ria; Actinobacteria; Actinobacteridae; 


4219097 4219046 1 
in L 46 16S ribosomal RNA, partial seque 
eria; Actinobacteria; Actinobacteridae; 


4238783 4238732 1 
complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
645136 Bacteria_16S 1784906 1784832 1 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1789335 1789261 1 
n BC448 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


3011696 3011622 1 
ain AA826 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


3840941 3840867 1 
B15 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 
ribosomal RNA, partial sequence 
Sphingobacteria; 
645136 Bacteria_16S 
ibosomal RNA, partial sequence 


51 gi 


S1 gi 


Si gi 
partial 


Actinobacteridae; 


51 gi 
complete sequence 


51 gi 
complete sequence 


acteria; Actinobacteridae; Actinomycet 


Si gi 


Si gi 


51 gi 


51 gi 


§1 gi 


51 gi 


51 gi 


51 gi 


73 gi 


73 gi 


73 gi 


73 gi 


6 13 gi 


Fla 


219846480 
sequence 
idae; 


219846479 


re 
ac 


219846414 
sequence 


Ac 


219846281 


219846280 
ales; 


219846235 


3984248 39856 
mmeovirgac 


219846215 


4011119 40125 
occineae; 


219846181 
ia 


219846132 


4126077 41275 
Streptomycineae; 


219846075 


4199561 42010 
occineae; 


219846072 
ence 


219846062 
nce 


219846043 


4237444 42389 


219878347 


H 
219878343 


219846916 


219846335 
ales; 


265678980 


122905 12429 


fructosovorans strain JJ 16S ribosomal RNA, partial sequence 


Acti 


ial sequence 
teridae; 


tinomycetale 
39187 
Streptomycineae; 


39203 
Streptomycineae; 


1 sequence 4057969 40594 
Actinomycetales; 


Actinomyc 


Actinomyceta 


17835 
alomonadaceae; 


Actinomyc 


Actinomycet 


38396 
Fran 


NR_026072.1 
3637554 363905 
nomycetales; St 


ref|NR_026071.1 
363910 
Actinomycetale 
ref|NR_026005.1 
3729869 373127 
s; Streptos 
ref|NR_025871.1 
Ss 
ref 


treptomycet 
NR_025870.1 


st 


ref|NR_025825.1 


eae; 
ref 


Roseivirga. 
NR_025805.1 


ref|NR_025771.1 


4 


ref|NR_025722.1 
64 Streptomyces 
Streptomycet 
ref|NR_025665.1 
31 Arthrobacter 
Micrococcaceae 
ref|NR_025662.1 

4204078 420556 
etales; 


ref|NR_025652.1 
4217823 421929 
les; Strepto 


ref |NR_025633.1 


; Actinomycetace 
ref |NR_025486.1 
87 1785079 Halomo 
Halomonas 
ref|NR_025482.1 

1788037 178951 
etales; Frankine 


ref|NR_026508.1 
3010413 301189 
ales; Franki 


ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref|NR_029288.1 
8 Cellulomonas 


Ss; 


Streptomyces 
3 Streptomyces 


reptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 
Actinocorallia 
2 Actinocorallia 


porangineae; 


Streptomyces tendae 


87 3920316 Streptomyces tendae Bacteria; 
aceae; 


Streptomyces. 
Streptomyces sampsonii 


67 3921897 Streptomyces sampsonii 
reptomycetaceae; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 
Intrasporangiaceae; 


Janibacter. 
Citricoccus 
8 Citricoccus 


Micrococcineae; 


Streptomyces africanus 


africanus Bacteria; 
aceae; 


Streptomyces. 
Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Streptomyces 
5 Streptomyces 


Streptomycineae; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 

Halomonas muralis 

nas muralis Bacteria; 
Blastococcus 

9 Blastococcus 

ae; Geodermatophilaceae; 


Modestobacter 
4 Modestobacter 
neae; 


Blastococcus 
coccus aggregatus 


tophilaceae; 


Cellulomonas hominis 


hominis Bacteria; 


ococcineae; Cellulomonadaceae; Cellulomonas. 
1 49 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
569932 571421 Pedobacter africanus Bacteria; 
Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 
1 49 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
692571 694040 Isosphaera pallida Bacteria; 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 
1 49 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
969528 971049 Desulfovibrio 


fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


645136 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


645136 Bacteria_16S 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


645136 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


645136 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


645136 Bacteria_16S 


strain DSM 20425 


camporealensis st 
camporealensis Ba 
Corynebacteriacea 


645136 Bacteria_16S 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


645136 Bacteria_16S 


antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 


645136 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


645136 Bacteria_16S 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


645136 Bacteria_16S 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


645136 Bacteria_16S 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


645136 Bacteria_16S 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


645136 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


645136 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


645136 Bacteria_16S 


afermentans subsp 


Actinomycetales; 


645136 Bacteria_16S 


picturae strain L 
picturae Bacteria 
Brevibacterium. 


645136 Bacteria_16S 


capitovis strain 
capitovis Bacteri 
Corynebacteriacea 


Corynebacterium afermentans subsp. 


1369324 1369275 1 49 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1715151 1715102 1 49 gi 
M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; Sphingobacteria; Sphin 


en 
ib 


ue 
go. 


2607068 2607019 1 49 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3051209 3051160 1 49 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


nc 
ib 


s 
te 


3503398 3503325 1 72 


gi 
oc 
69489 69441 1 48 gi 
rain CRS-51 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
e; Corynebacterium. 

163622 163562 1 60 gi 
n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


s 
ae 


en 
al 


421111 421051 1 60 gi 
KM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


se 
ti 


v 


525410 525362 1 48 gi 
$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 
al 


574205 574157 1 48 gi 
m strain Medalle X 16S ribosomal RNA, 
m Bacteria; Actinobacteria; Actinobact 
e; Corynebacterium. 

580101 580053 1 48 gi 
MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

608767 608719 1 48 gi 
IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

623970 623922 1 48 gi 
n IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

1133276 1133216 1 60 gi 
CF63 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pa 
er 


se 
in 


al 
Ac 


ia 
A 


ce 
al 


1451205 14511571 48 gi 
in PG 39 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

1501083 1501035 1 48 gi 


afermentans strain CIP 103499 16S ribo 


Corynebacterineae; Corynebacteriaceae; C 
1604085 1604025 1 60 gi 
MG 22061 16S ribosomal RNA, partial se 


Actinobacteria; Actinobacteridae; Ac 


qu 
ti 


’ 


1856559 18565111 48 gi 
CCUG 39779 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


645136 Bacteria_16S 
simulans strain UCL553 16S ribosomal RNA, partial sequence 


228718692 


219878398 


219857264 


219846888 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
645136 Bacteria_16S 


265679018 


265678954 


265678774 


265678702 


265678670 


265678666 


265678646 


265678636 


253680768 


224581420 


219846622 


afermentans Bacteria; Actinobacteria; 


219878475 


219878297 


ref|NR_027575.1 
ce 13679 


rionales 


7 De 
ref|NR_025537.1 

1713828 171532 
les; 


nce 
bacteria 


ref |NR_024895.1 
22 2607261 Desul 
Desulfovibrio 
NR_026480.1 
3049889 305136 


vibrionales; 


e 26057 
rionales 


equence 
ria; Des 


ref|NR_026166.1 


; Brevibacteria 
ref |NR_029326.1 

68186 69586 
mycetales; Cory 


occineae 


equence 
; Actino 
ref |NR_029262.1 
4 163815 Brevi 
ococcineae; Bre 


ce 16233 
es; Micr 


ref 
4 
les; 


NR_029079.1 
19777 421277 
Micrococci 


quence 
nomyceta 


ref |NR_029007.1 
6 525550 Coryn 
nebacterineae; 


52414 
es; Cory 
ref 
quen 
tino 


NR_028975.1 
ce 572888 
mycetales; 


rtial se 
idae; Ac 


ref|NR_028971.1 
578821 580286 
es; Corynebacte 


quence 
omycetal 


ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


sequenc 
tinomyce 


ref|NR_028941.1 
ce 622694 624168 
etales; Coryneba 


1 sequen 
ctinomyc 


ref |NR_028016.1 
55 1133449 Brevib 
ococcineae; Bre 


11319 
es; Micr 
ref|NR_027201.1 

1449903 145131 
cetales; Coryne 


ence 
Actinomy 


ref 
A, Se 


NR_026214.1 
somal RN. omplete sequ 
terium. 
ref|NR_025614.1 

1602772 160426 
les; Micrococcin 


orynebac 


ence 
nomyceta 


ref|NR_025436.1 
1855266 185659 
ales; Corynebact 


quence 
inomycet 


, 


2037578 2037530 1 48 gi 


219878170 


ref|NR_025309.1 
2036284 2037751 Coryne 


77 1369516 Desulf 
sulfovibrion 


Sphingobact 


£ 
n 


n 


b 


Vv 


n 


e 


Cc 


c 


r 


Vv 


b 


Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 

Desulfovibrio 
7 Desulfovibrio 

Desulfovibrionaceae; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 
c 


eae; Brevibacterium. 
Corynebacterium 
Corynebacterium 

ebacterineae; 


Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Corynebacterium 
Corynebacterium 
terineae; 


Corynebacterium 
Corynebacterium 
cterineae; 


Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Corynebacterium 
bacterium simulans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


645136 Bacteria_16S 2325092 2325044 1 48 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

645136 Bacteria_16S 2655968 2655920 1 48 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

645136 Bacteria_16S 3097984 3097936 1 48 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

645136 Bacteria_16S 3120506 3120458 1 48 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

645136 Bacteria_16S 3176412 3176364 1 48 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

645136 Bacteria_16S 3179505 3179457 1 48 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

645136 Bacteria_16S 3206826 3206778 1 48 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

645136 Bacteria_16S 3208350 3208302 1 48 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

645136 Bacteria_16S 3214325 3214277 1 48 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

645136 Bacteria_16S 3215847 3215799 1 48 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

645136 Bacteria_16S 3394973 3394913 1 60 gi|219846649|ref|NR_026241.1| Brevibacterium iodinum 
strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 3395147 Brevibacterium iodinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
645136 Bacteria_16S 3435278 3435230 1 48 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

645136 Bacteria_16S 3436712 3436664 1 48 gi|219846619|ref|NR_026211.1| Corynebacterium auris 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

645136 Bacteria_16S 3572166 3572118 1 48 gi|219846528|ref|NR_026120.1| Turicella otitidis 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
645136 Bacteria_16S 


permense strain V. 
permense Bacteria 
Brevibacterium. 
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ribosomal RNA, partial sequence 
Bifidobacteriales; Tu 
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’ 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


645136 Bacteria_16S 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


645136 Bacteria_16S 


strain Ekho Lake- 


37613 37562 1 51 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


39018 38967 1 51 gi 
162 16S ribosomal RNA, partial sequenc 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


645136 Bacteria_16S 


125672 125621 1 51 gi 


3570843 35723 


6S ribosomal RNA, partial sequence 4119951 41214 


ricella. 
219846142 
sequence 
tinomyceta 


219846137 


265679039 
ial sequen 
ia; Rhodob 


265679038 
e 37787 
hodobacter 


NR_025732.1 
112427 411388 
Micrococcin 


ref 

4 
les; 
ref|NR_025727.1 
; Brevibacteriac 
ref |NR_029347.1 
ce 36384 37736 
acterales; Rhodo 
ref |NR_029346.1 

39128 Sulfit 
aceae; Sulfitoba 


265678979 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 


03 Turicella otitidis Bacteria; 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 
ococcineae; 
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Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
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cter. 


ref |NR_029287.1 
124349 125867 


Nitrospira 
Nitrospira 


645136 Bacteria_16S 233987 233936 1 51 gi| 265678907 |ref|NR_029215.1]| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

645136 Bacteria_16S 260014 259963 1 St gi|265678889|ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

645136 Bacteria_16S 284162 284091 1 71 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

645136 Bacteria_16S 303845 303794 1 51 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 


strain B-3 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
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358428 358377 1 


410257 410206 1 


441271 441228 9 


ribosomal RNA, partial sequence 
icutes; 


Entomoplasmatales; 
504123 504072 1 


ain R-9477 16S ribosomal RNA, 
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554428 554377 1 
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51 gi| 265678821 
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ain UST950701-009P 16S ribosomal RNA, 
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51 gi 


SFOp68 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


51 gi 


Si gi 
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cal gi 


in CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


51 gi 


rain Hel 10 16S ribosomal RNA, partial 


helgolandensis Bacteria; Proteobacteria; Alphaproteobac 


Jannaschia. 
645136 Bacteria_16S 
strain HKI 0120 1 


645136 Bacteria_16S 
strain HKI 0119 1 


645136 Bacteria_16S 
beijiangensis str 
beijiangensis Bac 
Streptomycetaceae; 
645136 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinob 
Streptomyces. 
645136 Bacteria_16S 


nubinhibens strain ISM 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 


Bacteria; Proteob 
645136 Bacteria_16S 
strain DSS-3 16S 


645136 Bacteria_16S 


vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 


636231 636180 1 


637762 637711 1 


787251 787200 1 


876936 876885 1 


929154 929103 1 


930637 930586 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


1072975 1072924 1 


51 gi 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


51 gi 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


51 gi 


ain YIM6 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinom 
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51 gi 
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Rhodobac 
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265678627 


265678626 


265678521 


265678461 
87568 
ales; Stre 
265678426 
92790 
terales; R 
265678425 


7 Clostridium innocuum Bacteria; 
eae. 
ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_029139.1| Bifidobacterium 

5 336267 Bifidobacterium subtile 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029137.1| Bifidobacterium 

6 339399 Bifidobacterium saeculare 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029126.1| Rhodoplanes roseus 
3 Rhodoplanes roseus Bacteria; 


ae; Rhodoplanes. 

ref|NR_029121.1| Loktanella 

quence 357208 358614 Loktanella 

obacterales; Rhodobacteraceae; 

ref|NR_029087.1| Streptomyces 
408966 410455 Streptomyces 

tales; Streptomycineae; 


ref|NR_029066.1| Mesoplasma photuris 
6 Mesoplasma photuris Bacteria; 
esoplasma. 
ref|NR_029021.1] Loktanella 
502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_028988.1| Streptomyces 
e 553128 554608 Streptomyces 
cetales; Streptomycineae; 
ref|NR_028976.1| Jannaschia 
571472 572837 Jannaschia 


dobacterales; Rhodobacteraceae; 

ref |NR_028932.1| Knoellia subterranea 
2 Knoellia subterranea Bacteria; 

; Intrasporangiaceae; Knoellia. 

ref |NR_028931.1| Knoellia sinensis 

1 Knoellia sinensis Bacteria; 


; Intrasporangiaceae; Knoellia. 
ref|NR_028825.1| Streptomyces 
785920 787418 Streptomyces 


ycetales; Streptomycineae; 
ref|NR_028764.1| Streptomyces 
6 877087 Streptomyces scopiformis 


ptomycineae; Streptomycetaceae; 


ref|NR_028728.1| Roseovarius 

3 929320 Roseovarius nubinhibens 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 
3 Ruegeria pomeroyi Bacteria; 
aceae; Ruegeria 


265678329 


ref|NR_028631.1| Vitellibacter 
1071687 1073086 Vitellibacter 


GTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCATTCACACCCGAAGCCGGTGAGGTAACCGC 
AAGGAGCCAGCCGTCAAAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGGCGCGCCTAACCCATGCAAGTCGAGCGGG 
AAAGGGCTTCGGCCCTAGTACCGCGGCAGACGAGTGAGTAACACGTGAGTAACCTGTCCTCGGGTCTGGGATAACTACCCGAAAGGGTAGACAATACCGGATAAA 
GTCACCGGACGCAAGTTCGGTGATGAAAGGGGGCCTCTGCATAGCAAGCTCCTGCCTGAGGAGGGGCTCGCGGCCCATCAGCTAGTTGGTGAGGTAACGGCTCAC 
CAAGGCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACGCGGGCACTGAGACACGGGCCCGACTCCTACGGGAGGCAGCAGGGGGGAATCTTGGGCAATG 
GGCGAAAGCCTGACCCAGCGACGCCGCGTGGGGGAAGAAGGCCTTCGGGTCGTAAACCCCTGTTCTGGAGGAAGAACTTCAGATAGGTGAACAGCCTATCTGAAC 
TGACGGTACTCCAGGAGAAAGCCACGGCTAACTGCGTGCCAGCAGCCGCGGTAATACGCAGGTGGCGAGCGTTGCCCGGAATCACTGGGCGTAAAGGGTGCGTAG 
GGGGCCGGATAAGTCATAGGTTAAAGCCCGGAGCTCAACTCCGGAAAAGCCTATGATACTGTCTGGCTTGAGGGCCGGAGAGGCTGGCGGAATTCCCGGTGTAGG 
GGTGAAATCCGTAGATATCGGGAGGAACACCGGTGGGGAAGCCTGCCAGCTGGACGGATCCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACCGGATTAGATA 
CCCGGGTAGTCCACGCCGTAAACGATGGGCGCTAGGTGCGGGGGTTAAAACCTCTGTGCCGTAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGSCGCAAG 
GCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCAAAGCGAAGAACCTTACCTGGGTTTGACATGCTAGGGTTG 
TACCCTGGTGGAAACATCGGGGGAGCGTAGGGTTTATCTCTACGCGCTCTAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCATCGGTTCGGCCGGGCACTCTAAGGGGACTGCCGGGGATAACCCGGAGGAAGGAGGGGATGACGTCAAGTC 
CTCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGGGGGTACAGAGGGTTGCGAACCKGCAAGGGGGAGCTAATCCCAGAAAGCCCTCCTCAGTTCGG 
ATCGGGGTCTGCAACTCGACCCCGTGAAGCCGGAATCGCTAGTAATGGCGGATCAGCATGCCGCCGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGGAAGCTGGCTCCACCCGAAGTCGTTACCCTAACCNGCTTTGCCTGGAGGGGGGCGCTACGGTGGGGCTGGTGACTGGGGTGAAGTCGTAACAAGGTACCC 
TACCGGAAGGTGGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGCTCAGGATGAACGCCGGCGGTGTGCCTAATACATG 
CAAGTCGAACGCGTTGGCCCAACTGATTGATTGTGCTTGCACAGGATTGACGTTGGTTTCCCAACGAGTGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCC 
GAAGCGGGGGACAACATTTGGAAACAAGTGCTAATACCGCATAACAACTTTGACCGCCTGGTCAAAGCTTAAAAGATGGTTTCGGCTATCACTTCGGGATGGGCC 
TGCGGCGCATTAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATGATGCGTAGCCGAGTTGAGAGACTGATCGGCCACAATGGGACTGAGACACGGCCCATAC 
TCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCTGTTGTTG 
AAGAAGAATGTGCAAGTAGAGTAACTGTTCTTGTATTGACGGTATTCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAG 
CGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGATGACTT 
GAGTGCAGAAGAGGGCAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGCCTGGTCTGTAACTGACGCTG 
AGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGGAGC 
TAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGC 
TACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCCAACCCTAGAGATAGGGCGTTCCCTTCGGGGACGCAATGACAGGTGGTGCATGGTCGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTCGCGAACTCGCGAGGGCAAGCTAATCT 
CTTAAAACCGTTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGTAATCGCGGATCAAGCATGCCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCGTCACACCATGGGAGTTTGCAATGCCCAAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCTAAGGCAGGGCAGATGACTGGGACAANN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGAGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCT 
AGAAGATGACGATCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTAAGGTGGGGGACAACAGTTGGAAACGACTACTAATACCGCATAACGTCTACGGACC 
AAAGAGGGGCTTCGGCTCTCGCCCTTAGATTAGCCCAAGTGGGATTAGCTAGTTGGTGAGGGTAATGGGCTCACCAAGGGCGACGATCCCTAGCTGGTTTGAGAG 
GGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCG 
TGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTAAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTTACAGAAGAAGCACCGGCTT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCCGGTTTGTTAAGCGAGATGTGAAAGCC 
CCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTATGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAT 
ACCGATTGGCGAAGGCAGCCACCTGGGTTAATACTGACGCTCATGTACGGAAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGA 
TGTCTACTAGGAGCTGGGGTCTTCGGACAACTTTTCCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGACGGCCGCAAGGTTAAACTCAAATAATTGACGGGG 
GCCGCACAACGGTGGAGCATGTGTTTAATTCGATGCAACGCGAAGAACCTACCTACACTTACATACAGAGAACTTACTAGAGATAGTTTGGTGCCTTCGGGAACT 
CTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCGATTCGGTCGG 
GAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGCATA 
CAGAGTGCTGCAAGCTCGCGAGAGTTAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCAGCTAGTAATC 
GCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCTTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGGTAGCTTAACCTTAGGGAG 
GGCGCTTACCACGGAGGATCATATGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGACG 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCTTCGGAGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACT 
TCGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATATGACCACGAGACGCATGTCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAG 
CTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCA 
AGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGT 
AGGTGGTTTGTCGCGTTGTTCGTGAAAACCGGGGGCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTA 
GCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGAATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCA 
CAGGACGCTGGTAGAGATATCAGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTATCTTATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCT 
TATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCT 
GCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAG 
TCGGTAACACCCGAAGCCAGTGGCCTAACCTTTTGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 
GGYTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATTGTTTGATCCTGGCTCAGATTGAACGCTCGC 
GGTATGCTTAYYTCATTTTYYTCTAACGGTAACGCGGGAGCTTGCTCCTGGCGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTAGCGGAGGA 
CAACTCGGGAAACTCGAGCTAATACTGCATACGCCCTACGGGGGAAAGCGGGGGATCTTCGGACCTCGCACTATCAGATGAGCCTGCGTCCAATTAGCTTGTTGG 
TGAGGTAACGGCTCACCAAGGCGACGATTGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTAGGGAAGAAAAGCCGACGGCCA 
ATACCCTTCGGTCTTGACATCACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGGGCACGCAGGCGGTCGTGTAAGTTAGATGTGAAAGCCCCGGGCTTAACCTGGGAAWTGCACCTAATACTATACGACTAGAGTTTGATAGGGGAGAGCGGA 
ATTCCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGATCAAAACTGACGCTGAGGTGCGAAAS SKKGGGTAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAGAACTAGTTGTTGGTCGGAATTTGCCGGTCAGTGACGCAGCTAACGCATTAAGTTCTCCGCC 
TGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAC 
CCTTGACATCCTCGGAACTTGTCAGAGATGACTTGGTGCTTCGGGAACCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTATCCCTAGTTGCCAGCGGTTCGGCCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGCCAAGT 
CATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCTAATCCCACAAAACCGGTCCTAGTCCA 
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in KM-4927 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 


scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae 


645136 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 


645136 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


645136 Bacteria_16S 
somal RNA, partial sequence 1201630 1203111 Thermotoga neapolitan 
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645136 Bacteria_16S 
rain 5SM22 16S ribosomal RNA, 
cteria; Proteobacteria; Alphaproteobac 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


645136 Bacteria_16S 
in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 


645136 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


645136 Bacteria_16S 
in LMG 22007 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobacte 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


645136 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


645136 Bacteria_16S 


1370821 13707701 
1379931 1379880 1 
mal RNA, partial sequence 


1445142 1445091 1 


1591690 1591639 1 


; Streptomyces. 

1611553 1611502 1 
n EL-88 
ria; 


1613033 1612982 1 


eria; 


1617598 1617547 1 
n LMG 21980 16S 
ria; Bacteroidetes; 


1619121 1619070 1 


Flavobac 


265678319 


6S ribosomal RNA, partial sequence 1085003 10864 


ptomycinea 
265678311 
sequence 

; Actinomy 


265678305 
ence 11046 
cteroidace 
224581403 


6S ribosomal RNA, partial sequence 1124514 11259 
Flavobacteriales; 


teriales; Flavob 
ref|NR_028621.1 
81 Streptomyces 
e; Streptomyceta 
ref|NR_028613.1 

1097121 109859 
cetales; Strepto: 


ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides. 
ref|NR_027184.1 


Cryomorphaceae; Cryomorpha. 

75 gi| 228715358 |ref|NR_027530.1 
Thermotoga. 

51 gi|219857484|ref|NR_025072.1 
1245479 1246880 Amycolatopsis 
donocardineae; Pseudonocar 
51 gi| 219846893 |ref|NR_026485.1 
sequence 1297919 1299312 Brevib 
ococcineae; Brevibacteriac 
Si gi|228721486|ref|NR_027609.1 
equence 1336206 133758 
eobacteria; Rhodobacterale 
Si gi|228720499|ref|NR_027593.1 
1351515 1352883 Roseobacter litoralis 
hodobacteraceae; Roseobact 
51 gi|228719132|ref|NR_027580.1 
nce 1361976 1363364 Octade 
Rhodobacterales; Rhodobacteraceae; 
Sk gi|228718299|ref|NR_027572.1 


51 


Rhodobac 


gi 


terales; R 
228717469 


1378686 1380064 Ocean 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


51 


51 


51 


St 


51 


51 


gi 


partial 


gi 


gi 


16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacter 


gi 


gi 


ribosomal RNA, partial 
Sphingobacteria; 


s 


gi 


hodobacter 
224581424 
sequence 

teria; Rho 


219878484 
1 sequence 
; Actinomy: 
219878469 
uence 

ia; Rhodob 


219878468 
1 sequence 
ria; Rhodo 


219878465 
sequence 


phingobact 


219878464 


strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 16192 


Bacteroidetes; Sp 


645136 Bacteria_16S 


hingobacteria; 
1620644 1620593 1 


51 


Sphingobacteriales; Cyc 


gi 


aquimarinus strain LMG 21971 16S ribosomal RNA, partial 


aquimarinus Bacte 
Algoriphagus. 


645136 Bacteria_16S 


ria; Bacteroidetes; 


1622167 1622116 1 


Sphingobacteria; 


51 


s 


lobacteria 
219878463 
sequence 

phingobact 


gi 


219878462 


winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 
Sphingobacteriales; Cyclobacteriaceae; 


winogradskyi Bact 
Algoriphagus. 


eria; Bacteroidetes; 


Sphingobacteria; 


hodobacteraceae; 
ref|NR_027563.1 
ibulbus indolife 
aceae; Oceanibul 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


ref|NR_025623.1 
1590391 159188 
cetales; Strepto 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref|NR_025604.1 
1616292 161776 
eriales; Cycloba 


ref|NR_025603.1 
87 Algoriphagus 
ceae; Algoriphag 
ref|NR_025602.1 

1619338 162081 
eriales; Cycloba 


ref |NR_025601.1 
1620861 162233 


acteriaceae; 


Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

9 Streptomyces 

mycineae; 


Bacteroides 
oides acidifaciens 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 
er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 
Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Streptomyces 
8 Streptomyces 
mycineae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 
obacteraceae; 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 

0 Algoriphagus 

cteriaceae; 


Algoriphagus 
3 Algoriphagus 


645136 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


645136 Bacteria_16S 


strain R5292 16S 
Actinobacteria; A 


645136 Bacteria_16S 


strain R-8904 16S 
Proteobacteria; A 


645136 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


645136 Bacteria_16S 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


645136 Bacteria_16S 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


645136 Bacteria_16S 


strain CCUG 41709 
Actinobacteria; A 


645136 Bacteria_16S 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


645136 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


645136 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


645136 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


645136 Bacteria_16S 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


645136 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


645136 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


645136 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


645136 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


645136 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


645136 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


645136 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


645136 Bacteria_16S 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2201976 2201925 1 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2203498 2203447 1 51 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2208022 2207971 1 SL gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211051 2211000 1 51 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212551 2212500 1 Si gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214051 2214000 1 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


eq 
la 


645136 Bacteria_16S 


2197691 21991 


219857598 
2200688 22021 


219857597 


uence 
smatacea 


219857594 
2206719 22081 


219857592 
2209746 22112 


219857591 
2211275 22127 


219857590 
2212774 22142 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


1625198 1625147 1 51 gi|219878460|ref|NR_025599.1| Belliella baltica 
ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

1683067 1683016 1 51 gi|219878420|ref|NR_025559.1| Actinomyces oricola 
ribosomal RNA, partial sequence 1681727 1683234 Actinomyces oricola Bacteria; 
ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

1712083 1712032 1 51 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 

ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 

1756339 1756288 1 51 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
6S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1775802 1775751 1 51 gi|219878353|ref|NR_025492.1| Streptomyces 
n ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

1818500 1818449 1 §1 gi|219878324|ref|NR_025463.1| Sporocytophaga 
ain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
teria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 

1908191 1908140 1 51 gi| 219878258 |ref|NR_025397.1| Actinomyces catuli 

16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

1926488 1926437 1 St gi|219878244|ref|NR_025383.1| Amycolatopsis 
in IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

1932689 1932638 1 51 gi|219878240|ref|NR_025379.1| Actinomyces 
in CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

1955424 1955373 1 51 gi|219878225|ref|NR_025364.1| Actinomyces 
in CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

2056223 2056172 1 51 gi|219878154|ref|NR_025293.1| Streptomyces 
train CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2077555 2077504 1 Si gi|219878138|ref|NR_025277.1| Propionibacterium 
n DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionibacterium. 

2198967 2198916 1 Si gi|219857600|ref|NR_025188.1| Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


ref|NR_025186.1| Mycoplasma moatsii 
48 Mycoplasma moatsii Bacteria; 
ref|NR_025185.1| Mycoplasma 

2202199 2203669 Mycoplasma 
e; Mycoplasma. 
ref|NR_025182.1|] Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


ref|NR_025179.1] Mycoplasma columborale 
23 Mycoplasma columborale Bacteria; 


ref|NR_025178.1| Mycoplasma citelli 
23 Mycoplasma citelli Bacteria; 


2248942 2248891 1 51 gi|219857567|ref|NR_025155.1| Streptomyces 
ain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 
2258130 2258079 1 Si gi|219857561|ref|NR_025149.1| Streptomyces 


2256827 2258294 Streptomyces 
Streptomycineae; 


645136 Bacteria_16S 
strain LBB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
645136 Bacteria_16S 
strain HRC292 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
645136 Bacteria_16S 
strain MH5408 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
645136 Bacteria_16S 
strain B1/Tl 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
645136 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 


645136 Bacteria_16S 


2341526 2341475 1 


2370419 2370368 1 


2371930 2371879 1 


2484115 2484064 1 


2485627 2485576 1 


2553166 2553115 1 
3 16S ribosomal RNA, 


2554727 2554676 1 


carbonis strain JL 415 16S ribosomal RNA, 


Bacteria; Actinob 
Streptacidiphilus 


645136 Bacteria_16S 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


645136 Bacteria_16S 


strain JCM 9920 1 


strain JCM 4662 1 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


645136 Bacteria_16S 


strain IMC S-0802 


thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 


645136 Bacteria_16S 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


645136 Bacteria_16S 


strain ATCC 25470 


Actinobacteria; Actinoba 
645136 Bacteria_16S 


strain HK1 0089 1 


Actinobacteria; Actinoba 
645136 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


645136 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


645136 Bacteria_16S 


strain Ekho Lake- 


strain M408/89/1 


Corynebacterium. 


645136 Bacteria_16S 


2772907 2772856 1 


; Streptomyces. 
2774442 2774391 1 


2775980 2775929 1 


2831699 2831648 1 


; Streptomyces. 
2833237 2833186 1 


2979810 2979759 1 


; Streptomyces. 
3063422 30633711 


3105401 3105350 1 
16S ribosomal 


3133880 3133829 1 
6S ribo 


3144403 3144352 1 

16S ribosomal 
acteria; 
3162731 3162680 1 
in EL-2 
eria; P 


3164194 3164143 1 


3202363 32023121 


3357010 3356959 1 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
645136 Bacteria_16S 
complete 
acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


6S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 
6S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 
rain A1484 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacteridae; 


RNA, partial sequence 
cteridae; Actinomycetales; 


somal RNA, partial sequence 3132587 31340 
cteridae; Actinomycetales; Microc 


RNA, partial sequence 
Alphaproteobacteria; 


19 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


172 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
645136 Bacteria_16S 
16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


51 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
2340265 2341721 Rhodobaca bogoriensis Bacteria; 
aceae; Rhodobaca. 
51 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 


2369126 23705 
51 gi|219857479 
2370638 23720 
51 gi| 219857394 
2482825 24842 
51 gi| 219857393 
2484337 24857 
51 219857342 
25518 


gi 
sequence 
ales; 
51 gi| 219857341 
complete sequence 25534 
ales; 
51 219857136 
equence 
Ac 


gi 


51 gi] 219857135 
Streptomycineae; 
5, gi| 219857133 
Streptomycineae; 
gi| 219856903 
equence 
Actinomyc 


51 


51 219856902 
28319 
Streptomycineae; 
gi| 219846937 


partial sequence 


gi 


51 


51 219846880 
sequence 


eria; 


gi 


51 219846852 
31040 
Streptomycineae; 


gi| 219846833 


gi 


51 


occineae; 
219846826 
31431 
terales; 
219846814 
equence 
ria; 


51 gi 
Rhodobac 


al gi 


51 219846813 


e 31629 


gi 


51 gi|219846787 


51 219846679 


gi 


ref 


ref 


ref 


ref 
Streptomycineae; 
ref 
Streptomycineae; 
ref 

tinomycetale 


ref 


ref 


ref 
etal 


ref 


ref 
Actinomycetales; 
ref 

Rhodobac 


ref 


ref 


ref 


Rhodo 
ref 


Rhodobacterales; 


ref 


ref 


2771601 27730 
S; 


s 


s 


2830390 28318 
es; 


s 


2978510 29799 


3062186 30636 
terales; 


s 


De 


Ww 


161511 31629 


Roseovar 


Corynebact 


NR_025067.1 
93 Mycoplasma opalescens Bacteria; 


NR_024982.1 
86 Mycoplasma gypis Bacteria; 


NR_024981.1 
98 Mycoplasma subdolum Bacteria; 


NR_024930.1 
53 2553362 Strept 
st 


NR_024929.1 
13 2554923 Strept 
st 


NR_024764.1 
Streptomy 


NR_024763.1 
19 Streptomyces 
treptomycet 
NR_024761.1 
57 Streptomyces 
treptomycet 
NR_024724.1 


NR_024723.1 
28 2833415 Strept 
treptomycet 
NR_026529.1 


Strep 
NR_026472.1 
Rho 


NR_026444.1 
98 3105578 Strept 
treptomycet 
NR_026425.1 
43 Demetria terragena Bacteria; 
rmacoccaceae 
NR_026418.1 
69 3144565 Sulfit 

bacteraceae; 
NR_026406.1 


Rhod 


NR_026405.1 
61 3164378 Roseov: 
aceae; 
ref |NR_026379.1 


50 Corynebacterium phocae Bacteria; 


NR_026271.1 


r 


r 


8 


a 


a 


7 


a 


9 


0 


a 


1 


i 


e 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


Mycoplasma gypis 


Mycoplasma subdolum 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Streptomyces 
3 Streptomyces 


cineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Streptomyces 

0 Streptomyces 

tomycineae; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Demetria terragena 


; Demetria. 
Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Corynebacterium phocae 


riaceae; 


Dermabacter hominis 


strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; 


Dermabacter. 


645136 Bacteria_16S 
strain NCTC 10951 


3413319 3413268 1 


51 


gi 


16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


645136 Bacteria_16S 
subrutilus strain 


3448756 3448705 1 


DSM 40445 16S ribosomal RNA, 


51 


gi 
complete 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
645136 Bacteria_16S 
strain DSM 20315 


Streptomyces. 


3453453 3453402 1 


51 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


645136 Bacteria_16S 


3480810 3480759 1 


51 


gi 


denticolens Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 
645136 Bacteria_16S 
strain DSM 40089 


645136 Bacteria_16S 


Actinomyces. 


3485302 3485251 1 


3486869 3486818 1 


51 


51 


gi 


Stre 
gi 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
645136 Bacteria_16S 


arcticus strain 238 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
645136 Bacteria_16S 


strain G145 16S ribosomal RNA, partial sequence 


Streptomyces. 


3683105 3683054 1 


3692201 3692150 1 


51 


51 


gi 
sequence 
Rhodobac 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


645136 Bacteria_16S 


strain E-37 16S ribosomal RNA, partial sequence 


3717637 3717586 1 


51 


gi 


no: 


s 
Ac 


oc 


pt 


s 


te. 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


645136 Bacteria_16S 


3751721 3751670 1 


51 


gi 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial se 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycopl 


645136 Bacteria_16S 


strain PU 16S ribosomal RNA, partial sequence 


3787876 3787825 1 


51 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


645136 Bacteria_16S 
strain ATCC 29147 
Bacteroidetes; 
645136 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, 


Bacteroidia; 


3868240 3868189 1 


3923278 3923227 1 


51 


51 


gi 


16S ribosomal RNA, partial sequence 


Bacteroidales; Porphyromona 


gi 


219846636 


219846611 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 


219846589 
denticolens strain NCTC 11490 16S ribosomal RNA, partial 
Actinomycetales; Actinomy 


219846586 
16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces 


Actinobacteria; Actinobacteridae; Actinomycetales; 
219846585 


Actinomycetales; 
219846449 
219846443 
3690909 36923 


219846425 
3716418 37177 


ref |NR_026228.1 
3412006 3413422 Actino 
mycineae; Actinomycetace 
ref |NR_026203.1 
equence 3447437 344895 
tinomycetales; Streptomy 
ref |NR_026200.1 
occineae; Micrococcaceae 
ref|NR_026181.1 


sequence 3479494 348091 


ref|NR_026178.1 
omycineae; Streptomyceta 
ref|NR_026177.1 


equence 3485550 348706 


ref|NR_026040.1 

3681864 3683252 Octade 
rales; Rhodobacteraceae; 
ref|NR_026034.1 


ref|NR_026016.1 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Streptomyces 

2 Streptomyces 

cineae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 
Actinomyces 

5 Actinomyces 

cineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 


dobacteraceae; Sagittula. 

219846398|ref|NR_025989.1| Mycoplasma 

quence 3750418 3751892 Mycoplasma 

asmataceae; Mycoplasma. 

219846372 |ref|NR_025963.1| Mycoplasma felifaucium 

3786577 3788011 Mycoplasma felifaucium Bacteria; 

219846317|ref|NR_025907.1| Porphyromonas levii 
3866893 3868368 Porphyromonas levii Bacteria; 

daceae; Porphyromonas. 

219846279|ref|NR_025869.1| Streptomyces 

te sequence 3921948 3923478 Streptomyces 


comple 


eurythermus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
645136 Bacteria_16S 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 


Streptomyces. 


3924859 3924808 1 


51 


gi 
comp 


neyagawaensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; 
645136 Bacteria_16S 


Streptomyces. 


3926440 3926389 1 


51 


gi 


diastatochromogenes Bacteria; Actinobacteria; Actinobac 


Streptomycetaceae; 
645136 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, c 


Streptomyces. 


3928020 3927969 1 


51 


gi 
omplete 


acidiscabies Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae; 
645136 Bacteria_16S 
strain RL-34 16S 


645136 Bacteria_16S 


strain SW-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
645136 Bacteria_16S 


ribosomal RNA, 


Streptomyces. 


3929601 3929550 1 


4007835 4007784 1 


4097137 4097086 1 


51 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


51 


gi 


Stre 
gi 


ornithinivorans strain JC2052 16S ribosomal RNA, partia 


ornithinivorans Bacteria; 


Algoriphagus. 
645136 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
645136 Bacteria_16S 


Algoriphagus. 


Bacteroidetes; 


4098623 4098572 1 


4100079 4100028 1 


Bacteroidetes; 


JC2051 16S ribosomal RNA, partial seq 
Bacteroidetes; 


51 gi 
Sphingobacteri 

51 gi 
Sphingobacteria; Sp 
Si gi 


le 
e; 


te 


se 


v 


pt 


lo 
i 


a; 


ue 
hi 


Sphingobacteria; 


Actinomycetales; 


219846278 


219846277 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 


219846276 


219846275 
3928271 3929800 Streptomyces 


219846218 
4006528 4008003 Algoriphagus 
Sphingobacteriales; Cyc 
219846155 


219846154 


219846153 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 
mannitolivorans Bacteria; 


ref 
te sequence 
Actinomycetales; 


NR_025868.1 
392352 
Strept 


ref|NR_025867.1 
complete sequence 392511 
ridae; Actinomycetales; 


ref|NR_025866.1 
quence 3926691 392822 
Actinomycetales; Strepto 
ref|NR_025865.1 


omycineae; Streptomyceta 
ref|NR_025808.1 


bacteriaceae; Algoriphag 
ref|NR_025745.1 
sequence 4095844 409726 
Sphingobacteriales; Cyc 


ref|NR_025744.1 
nce 4097319 409874 
ngobacteriales; Cyclobac 
ref|NR_025743.1 

4098796 410017 
Sphingobacteriales; Cyc 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Algoriphagus marincola 


marincola Bacteria; 


us. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


645136 Bacteria_16S 
delicatus strain 


4167411 41673601 


Sulfitobacter. 


645136 Bacteria_16S 4168893 4168842 1 


strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 41690 


51 


51 


gi 


gi 


219846102 


KMM 3584 16S ribosomal RNA, partial sequence 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; 


219846101 


ref 


rs 


Rhodobacterales; 


ref 


166170 416759 
Rhodobacteraceae; 


78 Sulfitobacter 


NR_025692.1 


NR_025691.1 


Sulfitobacter 
8 Sulfitobacter 


Sulfitobacter dubius 
dubius Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

645136 Bacteria_16S 4202352 4202301 1 51 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

645136 Bacteria_16S 4203850 4203799 1 51 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
645136 Bacteria_16S 4226741 4226690 1 51 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

645136 Bacteria_16S 4228213 4228162 1 51 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

645136 Bacteria_16S 4229685 4229634 1 51 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
strain SW49 16S ribosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

645136 Bacteria_16S 4237258 4237207 1 51 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 


strain BA160 16S 
Bacteroidetes; Sphingobacteria; 
645136 Bacteria_16S 43595 43521 1 
synnemataformans 
synnemataformans 
Nocardiopsaceae; Nocardiopsis. 
645136 Bacteria_16S 85881 

dassonvillei subsp. 


85807 1 


Actinomycetales; 


645136 Bacteria_16S 127245 127171 1 


strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


645136 Bacteria_16S 374920 374846 1 


ribosomal RNA, partial sequence 


73 


73 


73 


73 


4235935 42373 


Sphingobacteriales; Cyclobacteriaceae 


gi 


strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 


gi 


dassonvillei strain IMRU 509 16S ri 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; 


gi 


gi 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 


nipponensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
645136 Bacteria_16S 436661 436587 1 


73 


gi 


putterlickiae strain F18-98 16S ribosomal RNA, partial 


putterlickiae Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Kitasatospora. 
645136 Bacteria_16S 969295 969221 1 


73 


gi 


265679035 


265679006 


265678978 


265678805 
sequence 


265678764 
sequence 


265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
645136 Bacteria_16S 1556858 1556784 1 
paranensis strain 


73 


gi 


HKI 0190 16S ribosomal RNA, partial sequence 


paranensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
645136 Bacteria_16S 1558352 1558278 1 
terrestris strain 


73 


gi 


HKI 0186 16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
645136 Bacteria_16S 1559846 1559772 1 
gansuensis strain 


73 


gi 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
645136 Bacteria_16S 1640284 1640210 1 
strain SNG49 16S 


73 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


645136 Bacteria_16S 
strain DSM 44494 


1741052 1740978 1 


73 


Actinobacteria; Actinobacteridae; Actinomycetales; 


645136 Bacteria_16S 1877822 1877748 1 


halotolerans strain DSM 44410 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 
645136 Bacteria_16S 2157970 2157896 1 


73 


73 


gi 


1638983 16404 
Streptosporanginea 


gi 


gi 


gi 


219846194 


219846193 


219846192 


HKI 0314 16S ribosomal RNA, partial sequence 


219878450 


219878380 


16S ribosomal RNA, partial sequence 1739732 17412 


219878283 


219857630 


partial seque 
idae; Actinomycetales; 


bosomal RNA, p 
Nocardiopsis. 


12591 
nomycineae; 


Actinomycetal 


e; Actinomycet 


sequence 
Actinomyceta 


ref 


ref 


ref 


Ac 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


8 127358 Actino 


373661 375050 
Streptomycineae; 


435340 436871 


967981 969477 
Actinomyce 


1555586 155703 
Actinomycetale 


1557082 155852 
Actinomycetale 


1558576 156000 
Actinomycetale 


69 Nocardiopsis 
36 Nocardiopsis 


Streptosporanginea 


1876505 187800 


NR_029343.1 
nce 42294 
Str 
NR_029314.1 
artial seque 


NR_029286.1 


tinomycetace 
NR_029110.1 


es; 
NR_029069.1 
ales; Strept 
NR_028700.1 
tales; Strep 
NR_025784.1 
s; Streptomy 
NR_025783.1 
s; Streptomy 
NR_025782.1 
s; Streptomy 
NR_025589.1 


e; Nocardiop 
NR_025519.1 


e; Nocardiop 
NR_025422.1 


les; Strepto 


ref 


93 Aquiflexum balticum Bacteria; 
; Aquiflexum. 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Kitasatospora 
Kitasatospora 


Kitasatospora 
Kitasatospora 
omycineae; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 


cineae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


NR_025219.1 


Streptomonospora alba 


strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 


645136 Bacteria_16S 
strain KS9 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 


Nocardiopsaceae; 


645136 Bacteria_16S 
kunsanensis strai 
kunsanensis Bacte 


Nocardiopsaceae; 


645136 Bacteria_16S 
salina strain YIM 
Bacteria; Actinob 


Streptomonospora. 


645136 Bacteria_16S 


strain VKM Ac-942 


Bacteria; Actinob 


Nocardiopsis. 


645136 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


cineracea strain 


cineracea Bacteri 
Streptomycetaceae 
645136 Bacteria_16S 
lipolytica strain 
Firmicu 
645136 Bacteria_16S 
lucentensis strai 
lucentensis Bacte 


Bacteria; 


Nocardiopsaceae; 


645136 Bacteria_16S 


dassonvillei subs 


Actinomycetales; 


645136 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


645136 Bacteria_16S 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


645136 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
645136 Bacteria_16S 


strain YIM 90010 


umidischolae stra 
umidischolae Bact 
Nocardiopsaceae; 


645136 Bacteria_16S 


strain M343/98/2 


ruestringensis st 


ruestringensis Ba 
645136 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


645136 Bacteria_16S 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfobacca. 


Nocardiopsis dassonvillei subsp. 


2253537 2253463 1 73 
bosomal RNA, partial sequence 


gi 


Stre 
2334102 2334028 1 73 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2402226 2402152 1 73 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

2409909 2409835 1 73 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


e; 


nc 
al 


2511386 2511312 1 73 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
2512894 2512820 1 73 gi 
7 16S ribosomal RNA, partial sequence 
Stre 
73 gi 
complete se 


2843868 2843794 1 
SK-3255 16S ribosomal RNA, 


; Kitasatospora. 


3235573 3235499 1 73 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3256673 3256599 1 73 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3261208 3261134 1 73 gi 
albirubida strain DSM 40465 16S rib 


s 


p- os 


Streptosporangineae; Nocardiopsaceae; No 
3641969 3641895 1 73 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3643501 3643427 1 73 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3645033 3644959 1 73 

S ribosomal RNA, partial sequence 


qu 
e; 


v 
s 


v 


gi 


Stre 
gi 


pt 
4062267 4062193 1 73 
Stre 
4217614 42175401 73 gi 
in 66/93 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

674157 674084 1 


pt 


qu 


v 


73 gi 
no 
865026 864977 1 49 gi 
rain Bl 16S ribosomal RNA, partial seq 
cteria; Bacteroidetes; Flavobacteria; 

884487 884438 27 75 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


ue 
Fl 


er 


1027439 1027362 1 76 gi 


219857564 
2252243 22536 
pt 
219857507 
al 


219857459 
ue 
Actinomyc 


219857454 


219857370 


219857369 


pt 
219856895 
qu 
a; Actinobacteria; Actinobacteridae; Act 


219846764 
en 
ph 
219846750 


Actinomyc 


219846747 


219846478 


219846477 
Actinomyc 


219846476 
3643713 36451 


219846178 
16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; 


645136 Bacteria_16S 219846063 


265678600 
16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


645136 Bacteria_16S 265678469 


265678455 
equence 


265678360 


ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025095.1 
sequence 2332775 233429 
Actinomycetales; Strept 


osporang 


ref|NR_025047.1 
2400924 240237 
etales; Streptos 


nce 


ref|NR_025042.1 
77 2410105 Strept 


ptosporangineae; 


24085 
Stre 


e 
es; 


ref |NR_024958.1 
68 2511541 Nocard 


ptosporangineae; 


25100 
es; Stre 
ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


25115 
osporang 


ence 
inomycet 


v 


ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026342.1 

3255372 325683 
etales; Streptos 


ce 32342 
omonadac 


equence 


ref 
omal RNA, pa 


NR_026339.1 
rtial sequen 


is. 
ref|NR_026070.1 
ence 3640656 364213 
Actinomycetales; Strept 


cardiops 


ref|NR_026069.1 
3642181 364366 
etales; Streptom 


equence 


ref |NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_025768.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025653.1 
4216320 421777 
cetales; Strepto 


omycinea 


osporang 


ence 
Actinomy 


ref |NR_028905.1 


; Actinomycetace 
ref|NR_028772.1 
863710 865135 
riales; Flavobac 
ref|NR_028757.1 
883190 884650 


rophobacterales; 


mycineae 
nce 


avobacte 


ia; Synt 


Streptosporangineae; Nocardiopsaceae; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

9 Nocardiopsis 

osporangineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 
ycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

2 Nocardiopsis 

sporangineae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Muricauda 

Muricauda 

teriaceae; Muricauda. 
Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


ref|NR_028662.1 
1026088 102759 
Syntrophobacterales; S 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


645136 Bacteria_16S 1028943 1028894 1 49 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

645136 Bacteria_16S 1077291 1077240 1 51 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 

645136 Bacteria_16S 1544965 1544916 1 49 gi|219857262|ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

645136 Bacteria_16S 2393213 2393164 1 49 gi| 219857465 |ref|NR_025053.1| Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
645136 Bacteria_16S 2684602 2684553 1 49 gi|219857200|ref|NR_024828.1| Zobellia russellii 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

645136 Bacteria_16S 2686044 2685995 1 49 gi|219857199|ref|NR_024827.1| Zobellia laminariae 


strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 26 


Bacteroidetes; Fl 


645136 Bacteria 


Bacteroidetes; Fl 
645136 Bacteria 
strain KMM 3664 


Bacteroidetes; 


Fl 


645136 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


645136 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


861 


50 Zobellia laminariae Bacteria; 


avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
16S 2687513 2687464 1 49 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
16S 2711443 27113941 49 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
6S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
2738654 2738605 1 49 gi|219857162|ref|NR_024790.1| Arenibacter 
n KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
2874946 2874913 40 72 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
n ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
ria; Firmicutes; Bacillales; Pullulanibacillus. 
2984391 2984358 40 72 gi|219846934|ref|NR_026526.1| Bacillus vedderi 


645136 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


645136 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


645136 Bacteria_16S 


strain DSM 8720 
Firmicutes; Bacil 
645136 Bacteria_ 
strain KMM 3951 
Bacteroidetes; 

645136 Bacteria_ 
strain KMM 3949 
Bacteroidetes; 

645136 Bacteria 
strain KMM 3947 
Bacteroidetes; 


FL 


Fl 


Fil 


645136 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


645136 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


645136 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


645136 Bacteria_16S 


kaustophilus stra 
kaustophilus Bact 


645136 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


645136 Bacteria_16S 


G1212 16S ribosom 
Alphaproteobacter 


645136 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


16S 
6S ribosomal RNA, partial sequence 4086933 40 


16S 
6S ribosomal RNA, partial sequence 4088431 40 


16S 
6S ribosomal RNA, partial sequence 4089922 40 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3112836 3112763 1 73 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
3541572 3541539 40 72 gi 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

4088248 4088199 1 49 


ne 
ac 


gi 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4089739 4089690 1 49 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


4091228 4091179 1 49 


2983106 29845 


219846847 
31115 


e 
terales; 


219846549 
complete sequence 3540266 35417 


219846161 
883 
eae; 


eriac 


219846160 
898 
eae; 


eriac 


219846159 
913 


osomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


645136 Bacteria_16S 


840756 840720 40 75 gi 


510382 51190 


265678486 


83 Bacillus vedderi Bacteria; 


ref |NR_026439.1 
17 3112988 Desulf 


Desulfobacter 
obacter halotolerans 
Desulfobacteraceae; Desulfobacter. 
ref|NR_026141.1| Bacillus clarkii 

87 Bacillus clarkii Bacteria; 


ref|NR_025751.1| Maribacter ulvicola 
80 Maribacter ulvicola Bacteria; 
; Maribacter. 
ref|NR_025750.1| Maribacter aquivivus 
71 Maribacter aquivivus Bacteria; 
; Maribacter. 
ref|NR_025749.1| Maribacter orientalis 
60 Maribacter orientalis Bacteria; 


avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4092724 4092675 1 49 gi|219846158|ref|NR_025748.1| Maribacter 
ain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4094205 4094156 1 49 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
6S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

133266 133218 27 75 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
ibosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
hingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

220486 220450 40 75 gi|265678916|ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

282523 282503 55 75 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 

ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

477821 477758 1 64 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
al RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

511698 511662 40 75 gi|265678711|ref|NR_029016.1| Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


ref|NR_028789.1| Geobacillus uzenensis 


strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 


Bacillales; Bacil 


laceae; Geobacillus. 


645136 Bacteria_16S 
kondratievae stra 
Proteob 
645136 Bacteria_16S 
1279 16S ribosoma 
Deinococcus-Thermus; 
645136 Bacteria_16S 


Bacteria; 


strain 3S-1 16 
Firmicutes; 


strain DSM 126 
Firmicutes; 


strain ATCC 35 
Firmicutes; Cl 


645136 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
645136 Bacteria_16S 


strain SK-1 16S ribosomal RNA, partial sequence 2266147 22676 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

645136 Bacteria_16S 2312893 2312857 40 75 gi|219857521|ref|NR_025109.1 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobac 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

645136 Bacteria_16S 3085946 3085883 1 64 gi| 219846865 |ref|NR_026457.1 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 308611 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Paracoccus. 

645136 Bacteria_16S 3087391 3087328 1 64 gi|219846864|ref|NR_026456.1 
denitrificans strain 381 16S ribosomal RNA, partial sequence 3086162 308755 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Paracoccus. 

645136 Bacteria_16S 3200923 3200863 1 60 gi|219846788|ref|NR_026380.1 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 319961 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Corynebacteriaceae; Corynebacterium. 

645136 Bacteria_16S 3399512 3399476 1 36 gi| 219846646 |ref|NR_026238.1 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 339968 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

645136 Bacteria_16S 3936995 3936932 1 64 gi|219846268|ref|NR_025858.1 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 393713 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 

645136 Bacteria_16S 3938429 3938366 1 64 gi| 219846267 |ref|NR_025857.1 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 39385 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
645136 Bacteria_16S 3994400 3994364 40 75 gi|219846229|ref|NR_025819.1 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 39945 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

645136 Bacteria_16S 4212956 4212920 40 75 gi|219846067|ref|NR_025657.1 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

645136 Fungi_16S 1314 1263 1 51 gi|265678352|ref|NR_028654.1 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
645136 Fungi_16S 2823 2772 1 51 gi|265678351|ref|NR_028653.1 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 


Actinobacteria 


645136 Fungi_16S 


Bacil 
645136 Bacteria_16S 


Bacil 
645136 Bacteria_16S 


848383 848320 1 64 


1158946 1158894 1 

1 RNA, partial sequence 

Deinococci; Thermales; 
1871746 1871710 40 75 

ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 

1912612 1912576 40 75 


52 


sr 


54 
lales; Planococcaceae; Ureibacillus. 
2060764 2060744 55 75 

16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2194382 2194330 1 52 


585 
ost 


Deinococcus-Thermus; 
2267439 2267403 40 


ria; Deinococci; 


75 


v 


4361 4310 1 51 


strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
645136 Fungi_16S 5921 5870 1 51 gi| 265678349 |ref 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
645136 Fungi_16S 7477 7426 1 51 gi| 265678348 |ref 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
645136 Fungi_16S 8979 8928 1 51 gi| 265678342 |ref 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 


gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
gi 

1157686 1159115 Meiot 
Thermaceae; 
gi 
1870444 18719 


gi 
16S ribosomal RNA, partial sequence 1911333 19128 


gi 
gi 
n WR-30 16S ribosomal RNA, partial seque 


gi 


265678481 
nce 84713 
terales; R 
228721491 


ref 


hodo 
ref 


Meiothermus. 
219878287 |ref 


219878255 |ref 


219878150 
20595 
Eubacterium. 
219857603 |ref 
nce 
Thermales; 
219857555 


ref 


is} 


The 
ref 


265678350|ref 


2 848491 Parac 


hermus ruber DS 


21 Ureibacillus 


20 2060972 Eubac 


193088 21945 


NR_028784.1 
° 
bacteraceae; 


NR_027614.1 
NR_025426.1 
NR_025394.1 
NR_025289.1 
t 
NR_025191.1 
7 


rmaceae; Mei 
NR_025143.1 


NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 


M 


Nocardiaceae; 


Paracoccus 
ccus kondratievae 
Paracoccus. 
Meiothermus ruber DSM 
1279 Bacteria; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Ureibacillus terrenus 


terrenus Bacteria; 


Eubacterium sulci 
erium sulci Bacteria; 


Meiothermus 
0 Meiothermus 
othermus. 
Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Paracoccus 
1 Paracoccus 


dobacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Paracoccus 
9 Paracoccus 


obacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


NR_028644.1 


Nocardia asiatica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


645136 Fungi_16S 10465 10414 1 51 gi| 219857197 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
645136 Fungi_16S 11946 11895 1 51 gi|219857175 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Nocardiaceae; Nocardia. 

655354 Bacteria_16S 1334976 1335070 1 92 gi| 228721489 
strain SJ95 16S ribosomal RNA, partial sequence 1334683 13361 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

655354 Bacteria_16S 3446234 3446328 1 92 gi|219846612 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
655354 Bacteria_16S 450983 451077 1 92 gi| 265678753 
strain Met-12 16S ribosomal RNA, partial sequence 450666 45216 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

655354 Bacteria_16S 613985 614079 1 92 gi| 265678642 
strain SL24 16S ribosomal RNA, partial sequence 613678 61515 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

655354 Bacteria_16S 1812874 1812968 1 92 gi| 219878327 
strain SL25 16S ribosomal RNA, partial sequence 1812567 18140 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

655354 Bacteria_16S 2430202 2430296 1 92 gi| 219857437 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ru 
655354 Bacteria_16S 4192469 4192563 1 92 gi| 219846080 
strain ATCC 29799 16S ribosomal RNA, partial sequence 41921 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidace 
655354 Bacteria_16S 293839 293929 1 88 gi| 265678864 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorob 
655354 Bacteria_16S 536636 536728 1 90 gi| 265678694 


strain CR 16S rib 
Proteobacteria; E 


655354 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


655354 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


655354 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


655354 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


655354 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


655354 Bacteria_16S 


neglectum strain 


osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
307523 307615 1 90 gi 
S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
942049 942141 1 90 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3219473 3219564 1 90 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
23014 23108 1 92 gi 
in 265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
798518 798608 1 88 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
1447308 1447372 28 92 gi 
P9a-h 16S ribosomal RNA, partial seque 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
Mogibacterium. 
655354 Bacteria_16S 1463774 1463838 28 92 gi 


strain HM-7 16S r 
Firmicutes; Clost 


655354 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


655354 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


655354 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


655354 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


655354 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


655354 Bacteria_16S 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2846043 2846107 28 92 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
132298 132371 1 TE gi 
ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; Rho 
54889 54954 1 63 gi 


pelotrichi; Erysipelotrichales; Erysip 
2314933 2315025 1 90 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
3078778 3078870 1 90 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081930 3082022 1 90 gi 


536318 53780 


complete sequence 307188 30872 


798207 79971 


1463419 14648 


131953 13349 


6S ribosomal RNA, partial sequence 54638 


tiliaceae; 
265678855 


mamonadace 
265678417 
94171 
mamonadace 
219846774 
32191 
s; Thermod 
265679048 
ence 22677 
idiaceae; 
265678513 


elotrichac 
224581422 
nce 14469 
idiales Fa 


224581410 


mily XIII. 
219856893 

28456 
mily XIII. 
265678974 


dothermace 
265679027 
56028 
elotrichac 
219857519 

23146 
mamonadace 
219846869 
ence 30784 
ellales; D 


ref |NR_024825.1 
eae; Nocardiacea 
ref |NR_024803.1 
e 10639 12137 
mycetales; Coryn 


ref|NR_027612.1 


ref|NR_026204.1 
m. 


ref|NR_029058.1 


ref |NR_028947.1 


ref |NR_025466.1 


ref|NR_025025.1 
2429869 243135 
minococcaceae; P 
ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides 
ref|NR_029170.1 

293547 295005 
iaceae; Prosthec 
ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref|NR_029161.1 


ae; Comamonas. 
ref |NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref |NR_029356.1 

24226 Clostr 
Clostridium. 
ref|NR_028816.1 
4 Turicibacter 
eae; Turicibacte 
ref|NR_027203.1 
32 1448409 Mogiba 
mily XIII. Incer 


ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref |NR_029282.1 


’ 


Rhodothermus 
NR_029335.1 


ae; 
ref 


eae; Holdemania. 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 

ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 


219846867 


kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 


Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Papillibacter 
9 Papillibacter 
apillibacter. 
Bacteroides capillosus 
oides capillosus 


Prosthecochloris 
Prosthecochloris 
ochloris. 

Caminibacter profundus 


profundus Bacteria; 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Comamonas terrigena 
nas terrigena Bacteria; 


Coprothermobacter 

hermobacter platensis 

oprothermobacter. 
Clostridium 

idium orbiscindens 


Turicibacter sanguinis 


sanguinis Bacteria; 


a 
Mogibacterium 
cterium neglectum 

tae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Rhodothermus marinus 


5 Rhodothermus marinus Bacteria; 


Holdemania filiformis 


Holdemania filiformis Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 


ref |NR_026459.1 
3081609 308313 


Desulfurella 
4 Desulfurella 


kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 


Desulfurella. 


655354 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


655354 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


655354 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


655354 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


655354 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


655354 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


655354 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


655354 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


655354 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


655354 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


655354 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


655354 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


655354 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


655354 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


655354 Bacteria_16S 


3587851 3587943 1 90 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
620069 620161 1 90 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 
948301 948393 1 90 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1724884 1724976 1 90 gi 


etaproteobacteria; Burkholderiales; Co: 
2546155 2546247 1 90 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2743560 2743652 1 90 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2847518 2847610 1 90 gi 


etaproteobacteria; Burkholderiales; Co: 
2059872 2059936 28 92 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2658024 2658096 1 70 gi 
NRRL B-3381 16S ribosomal RNA, partial 


Aeromicrobium. 

3012267 3012339 1 70 gi 
n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

141408 141502 1 92 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


142891 142985 1 92 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
298328 298394 1 64 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
1080801 1080866 1 63 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1968089 1968154 1 63 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
2676024 2676093 1 67 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2722500 2722565 1 63 gi 


gi 


gi 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


655354 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


655354 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


655354 Bacteria_16S 


lactatifermentans 
lactatifermentans 


655354 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


tes; Bacillales; Alicyclobacillaceae; 
3488985 3489079 1 92 gi 


eltaproteobacteria; 
3526839 3526882 28 71 

rain DSM 3847 16S ribosomal RNA, 
cteria; Firmicutes; Clostridia; Clostr 
4219723 4219766 28 71 gi 
strain G17 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
185561 185630 1 67 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


gi 
compl 


655354 Bacteria_16S 


202454 202516 28 90 gi 


947973 94948 


6S ribosomal RNA, partial sequence 1724592 17259 


2743252 27447 


16S ribosomal RNA, partial sequence 2847193 28487 


a; Actinobacteria; Actinobacteridae; Act 


142594 14403 


1080469 10819 


1967755 19691 


2675717 26771 


6S ribosomal RNA, partial sequence 3488653 34901 
Desulfuromonadales; 


185230 18674 


219846517 
nce 35875 
ellales; D 
265678638 
1 sequence 
bacteria; 

265678413 


mamonadace 
219878391 


mamonadace 
219857346 
25458 
mamonadace 
219857158 


mamonadace 
219856892 


mamonadace 
219878150 
20595 
Eubacteriu 
219857218 
sequence 
inomycet 


219846915 
uence 
Actinomyc 


265678968 
equence 
eria; Desu 


265678967 
; Desulfur 
265678861 
equence 

roplasmata 
265678322 


219878216 


edis; Ther 
219857205 


tiliaceae; 

219857173 
27221 
Alicycloba 
219846583 


; Desulfur 
219846558 
ete sequen 
idiales; C 
219846061 
sequence 
stridiales 
265678939 


elotrichac 
265678928 


esul 


Naut 


m. 


etal 


omon 


mica 


omon 


ce 3526458 35279 


eae. 


ref|NR_026109.1 
07 3589069 Desulf 
furellaceae; 
NR_028943.1 
19766 621178 
iliales; Nau 
NR_028715.1 


ref 
6 


ref 


Desulfurella 

urella acetivorans 
Desulfurella. 
Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax. 
NR_025530.1 


ae; 
ref 


Comamonas kerstersii 
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Coprothermobacter 


proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 


Coprothermobacter 


GATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCACTGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTTGACTGCACCAGAAGTGGATAGTCTAACCTCCGGGAGGACGTTCACCACGGTGTGGTTAATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNAGTGATTGTTTGATCYTGGCTCAGAATGAACGCTGGCGGCAGGCCTAAKACATGCAAGTCGGACGGTAACAGGGGAGCTTGCTCCT 
GCTGACGAGTGGCGGACGGGTGAGTAAGGCATGGGAATCTGCCCTTTGGTTGGGGATACCGTATGGAAACGTACGTTAATACCGAATGAGATCTACGGATGAAAG 
GTGGCCTCTACTTGTAAGCTATCGCCAAAGGATGAGCCCATGTTAGATTARCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCTATAGCTGGTTTGAGAG 
GATGATCAGCCNCACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTG 
TGTGAAGAAGGCCCGAGGGTTGTAAAGCACTTTTAGTGAGGAGGAAAGGCAGTTAGTTAATACCTGATTGCTGTGACGTTACTCACAGAAAAAGCACCGGCTAAC 
TCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTGTTAAGTCAGTTGTGAAANCCNTGG 
GYTCAACNTAGGAACGGCGATTGAAACTGGCAGTCTAGAGTTTAGTAGAGGGAAGGGGAATTTCTGGAGTAGCAGTGAAATGCGTAGATATCAGAAGGAACATCA 
GTGGCGAAGGCGCCTTCCTGGACTAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCCTAAACGATGTCAAC 
TAGCTGTTGGTCTTATTAAAAAGATTAGTAGCGCAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCACAGAACTTTCTAGAGATAGATTGGTGCCTTCGGGA 
ACTGTGAGACAGGTGCTGCATGGCTMTCGTCAGCTCGTGTCGTGAGATGTTCCCGCAACGAGCGCAAACCNTTATCATTAGTTGCTACCATTTAGTTGAGAACTC 
TAATGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTATGGGATGGGCTACACACGTGCTACAATGGTCGGTACAAACA 
GTTGCGAAGCCGCGAGGTGGTGCGAATCTGAAAAAACCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATC 
AGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTT 
ACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCGT 
GCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTCAGCTCTGGGATAAGCCTG 
GGAAACTGGGTCTAATACCGGATATGACCTGCTGTTGCATGACAGTGGGTGGAAAGTTTTTTCGGCTGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGT 
GATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACCGGGACGAAGCGTGAGTGACGGTACCGG 
TAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGC 
GTCGGTCGTGAAAACTTGGGGCTTAACCCTGAGCGTGCGGTCGATACGGGCATCACTTGAGTTCGGTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGC 
GCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGGTGGGCGCTAGGTGTGGGGGCCATTCCACGGTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACTAGACGCGTCT 
AGAGATAGGCGTTCCCTTGTGGCTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTCGT 
TCCATGTTGCCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGG 
GCTTCACACATGCTACAATGGCTAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTAGTCTCAGTTCGGATCGGGGTCTGCAACTCGACC 
CCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACC 
CGAAGCCGATGGCCTAACCCCTTGTGGGAGGGAGTCGTCGAAGGTGGGACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAG 
TTTGATNCCTGGCTCAGGNACGAACGCTGGCGGCGTGCTTAACACATGCAAGTTGTGCGAGAAAGCTACCTTCGGGTAGTTAGTAAAGCAGCGGACGGGTGAGTA 
ACGCGTGAGTAATCTACCTTTAAGTTAGGGATAACTATTCGAAAGAGTAGCTAATACCTAATATTATATCATCACCATAAGGCGATGATATGAAAGATGGCCTTG 
CTATCGCTTAAAGATGAGCTCGCGTCCCATTAGCTAGTTGGTAAGATAACAGCTTACCAAGGCCACAATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGCCTTCGG 
GTCGTAAAGCTCTGTCCTCAGGGAAGAACACCCTAGTCGTAAATAACGGCTAGGTTTGACGGTACCTGTGGAGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGTGTAGGCGGTCTAGTAAGTCAAATGTGAAATTCATCGGCTCAACCGATGAACTG 
CCTTTGAAACTACTAGACTTGAGGGTAAGAGAAGAGAGTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAATACCAGTGGCGAAAGCGACTCT 
CTGGCTTACTCCTGACGCTGAGACACGAAAGCTAGGGTATCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGCTGGATACTAGGTGTTGGAGGTTCG 
ACTCCTTCGGTGCCGAAGTTAACGCAATAAGTATCCCGCCTGGGGATTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGTTTGACATCCCGTGACCACCTATGAAAGTAGGATTTGATCTTTTGATCACACGGAGACAGGTGG 
TGCATGGCTGTGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCTTAGTTGCCAGCACTTTTAGGTGGGGACTCTAAGGAG 
ACTGCCAGTCAAAAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACTCTGGGCTAGCACACGTGCTACAATGGACTGTACAGAGGGTCGC 
TACACCGCAAGGTGATGCTAATCTCTAAAACAGTTCCCAGTTCGGATTGCAGGCTGCAACTCGCCCTGCATGAAGTTGGAGTNNCTAGTAATCGTGGATCAGAAT 
GCCGCGGTGNTACATACCGTTNCCCGGGTCCTTGTACACACCTTCCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCG 
GCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGAGCTTGCTCTTGGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGG 
ATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGTGCCCAGATGGGATTAGCTAGTA 
GGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCATTAAGGT 
TAATAACCTTAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGG 
CGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTA 
GAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCC 
TGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAC 
TCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCC 
GGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGATTCATTGGTATCANNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGAGCTTGCTCTTGGGTGACGAGTGGCGGACGGG 
TGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCA 
CACCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACT 
GAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTG 
TAAAGTACTTTCAGCGAGGAGGAAGGCATTGTGGTTAATAACCGCAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTC 
GAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGA 
CAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGC 
GTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCA 
GTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCG 
AGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGAAATT 
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teobacteria; Betaproteobacteria; Burkholderiales 
1893909 1893982 1 71 gi| 219878268 

DSM 1741 16S ribosomal RNA, partial sequence 
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nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
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655354 Bacteria_16S 1977105 1977178 1 71 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
655354 Bacteria_16S 1986531 1986595 1 62 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

655354 Bacteria_16S 2155402 2155467 1 63 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

655354 Bacteria_16S 2235825 2235890 1 63 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

655354 Bacteria_16S 2544599 2544691 1 90 gi|219857347|ref|NR_024935.1| Acidovorax facilis 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

655354 Bacteria_16S 2749262 2749354 1 90 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

655354 Bacteria_16S 2995575 2995639 26 90 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

655354 Bacteria_16S 3013819 30139111 90 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

655354 Bacteria_16S 3150997 3151070 1 71 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

655354 Bacteria_16S 3313355 3313428 1 71 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

655354 Bacteria_16S 3378913 3378986 1 71 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

655354 Bacteria_16S 3698700 3698773 1 71 gi|219846437|ref|NR_026028.1| Desulfomicrobium 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
655354 Bacteria_16S 3771818 3771871 28 81 gi| 219846383 |ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

655354 Bacteria_16S 3852042 3852115 1 71 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

655354 Bacteria_16S 3962638 3962730 1 90 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

655354 Bacteria_16S 4026534 4026599 1 63 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

655354 Bacteria_16S 4164983 4165048 1 63 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

655354 Bacteria_16S 89375 89411 26 62 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

655354 Bacteria_16S 265003 265075 1 70 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
655354 Bacteria_16S 268004 268076 1 70 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 


cremea subsp. 


Streptosporangineae; Thermomonosporaceae; Actinomadura. 


rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


655354 Bacteria_ 
subterraneus stra 
subterraneus Bacteria; 


Thermaerobacter. 


655354 Bacteria_ 
thermophilum strain 7 16S ribosomal RNA, partial sequence 


16S 801636 801700 1 
in C21 16S ribosomal RNA, 
Firmicutes; 


62 gi 


Clostridia; 


16S 806184 806220 26 62 gi 


265678511 
complete sequence 
Clostridiales; Clo 
265678508 
80584 


ref |NR_028811.1 


ref|NR_028814.1| Thermaerobacter 
801287 802838 Thermaerobacter 
stridiales Family XVII. Incertae Sedis; 


Thermodesulfobacterium 


2 807361 Thermodesulfobacterium 


thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

655354 Bacteria_16S 1097442 1097514 1 70 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 1120201 1120265 1 62 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 


dehalogenans 2CP- 
P 
Anaeromyxobacter. 


2CP-1 Bacteria; 


655354 Bacteria_ 
ferrooxidans DSM 


DSM 10331 Bacteri 
Acidimicrobiaceae; 


655354 Bacteria_ 


strain NRRL B-162 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


655354 Bacteria_ 


philippinense str 
philippinense Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Kibdelosporangium. 


655354 Bacteria_ 
aridum subsp. 

Kibdelosp 
Actinomycetales; 
655354 Bacteria_ 


albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

655354 Bacteria_16S 1746181 1746253 1 70 gi|219878376|ref|NR_025515.1 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 174730 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Thermomonosporaceae; Actinomadura. 

655354 Bacteria_16S 1815963 1816035 1 70 gi|219878325|ref|NR_025464.1 


aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 


655354 Bacteria_ 


aquiterrae strain 
Bacteria; Actinob 


Nocardioides. 
655354 Bacteria_ 
strain KF46F 16S 
Proteobacteria; 
655354 Bacteria_ 
NRRL B-24104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


655354 Bacteria_ 


nitrophenolicus s 
nitrophenolicus B 


Nocardioidaceae; 
655354 Bacteria_ 


spinosa Bacteria; 


Pseudonocardiaceae; 


655354 Bacteria_ 


nagasakiensis str 
nagasakiensis Bac 


Thermaerobacter. 
655354 Bacteria_ 
minutisporangium 


Frankineae; 


lar 


1 16S ribosomal RNA, partial sequence 


16S 1360784 1360876 1 
10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

16S 1539312 1539384 1 70 gi 
38 16S ribosomal RNA, partial sequence 


90 gi 


16S 1662284 1662356 1 70 gi 
ain A 80407 16S ribosomal RNA, partial 


16S 1663824 1663896 1 70 gi 
orangium aridum subsp. 
Pseudonocardineae; 


16S 


Pseudonocardiaceae; 
1665348 1665420 1 70 gi 


acteria; Actinobacteridae; Actinomycet 


16S 2099448 2099520 1 70 gi 
GW-9 16S ribosomal RNA, partial seque 


acteria; Actinobacteridae; Actinomycet 


16S 2304290 2304381 1 90 
ribosomal RNA, partial sequence 


gi 


Betaproteobacteria; Burkholderiales; Coma 


16S 2342080 2342152 1 70 
ribosomal RNA, partial sequence 


gi 


16S 2656499 26565711 70 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

16S 2668398 2668462 1 


1 


62 gi 
Actinobacteria; Actinobacteridae; Act 
Saccharopolyspora. 

16S 2756894 2756958 1 62 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; 


16S 2797451 2797523 1 70 gi 
strain IFO 15962 16S ribosomal RNA, pa 


2823181 2823245 26 90 gi 


do 


s 


K 


43828 16S ribosomal RNA, partial sequen 
al 


ne 
al 


do 


da 


al 
Clostridi 


rt 


11198 
roteobacteria; Deltaproteobacteria; Myxococcales; 


es; 


e 
es; 


e; 


nce 


ales; 


subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 


228719712 
complete sequence 13604 
idimicrobi 


219857376 
15389 
nocardin 
219878433 
equence 
Actinomycetales; 


219878432 
gum strain SKF-AAD-609 16S ribosomal RNA, partia 


ce 18156 
Pseudonocardineae; 


219878122 
20991 
Prop 


219857526 
2303983 23054 
monadace 
219857500 
2341772 23432 
nocardineae; 
219857219 
sequence 
Actinomyc 


219857211 
spinosa strain DSM 44228 16S ribosomal RNA, partial seque 
inomycetal 
219857148 
sequenc 


cl 


219857118 
ial sequ 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; 
Cryptosporangiaceae; Cryptosporangium. 


655354 Bacteria_16S 219856908 


cy 


ref|NR_027584.1 


ales; 


ref|NR_024964.1 
86 1540484 Cross 
eae; 
ref|NR_025572.1 
1661967 166345 


ref|NR_025571.1 
1 sequence 


gium. 


ref|NR_025570.1 


46 1817129 Kibdel 


P 


ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 
ref|NR_025114.1 


ae; 
ref 


Xenophilus. 
NR_025088.1 


Pseudonocar 
ref|NR_024847.1 

2656189 265766 
etales; Prop 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref 
ence 


NR_024746.1 
279714 


56 1121404 Anaeromyxobacter dehalogenans 
stobacterine 


ae; Myxococcaceae; 


Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 
Acidimicrobineae; 


Crossiella cryophila 


iella cryophila Bacteria; 
Pseudonocardiaceae; 


Crossiella. 
Kibdelosporangium 
6 Kibdelosporangium 


Pseudonocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 
ibdelosporan 
219878431 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Nocardioides 
ioides aquiterrae 


Nocardioidaceae; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Nocardioides 

3 Nocardioides 
ionibacterineae; 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


ref |NR_024729.1 
2822817 282431 


Hydrogenobacter 
3 Hydrogenobacter 


655354 Bacteria_16S 
glycogenica strai 
Bacteria; Actinob 
Micropruina. 
655354 Bacteria_16S 
marianensis strai 
marianensis Bacte 
Thermaerobacter. 
655354 Bacteria_16S 
cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiaceae; 
655354 Bacteria_16S 
strain DSM 9442 1 
Thermotogae; 
655354 Bacteria_16S 
gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 
655354 Bacteria_16S 
strain SL1 16S ri 
Thermotogae; Ther 
655354 Bacteria_16S 
strain IFO 15965 


ria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiacea 
655354 Bacteria_16S 4049378 4049450 1 70 gi| 219846187 |ref|NR_025777.1 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
655354 Bacteria_16S 4050810 4050882 1 70 gi| 219846186 |ref|NR_025776.1 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 405187 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Nocardioidaceae; Nocardioides. 

655354 Bacteria_16S 247022 247113 1 89 gi| 265678897 |ref|NR_029205.1 


strain SEBR 7054 

Thermotogae; Ther 
655354 Bacteria_16S 
strain R85-13-6 1 
Proteobacteria; E 
655354 Bacteria_16S 


acidaminovorans Bacteria; 


655354 Bacteria_16S 


n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


n 7p75a 16S ribosomal RNA, partial seq 


in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinoalloteichus. 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogales; 


bosomal RNA, partial sequence 
motogales; 


16S ribosomal RNA, partial sequence 3902319 39037 


16S ribosomal RNA, partial sequence 246697 24821 
motogales; 


6S ribosomal RNA, partial sequence 295056 29653 


2898347 2898411 1 62 219856857 
nce 28980 


ales; Prop 


gi ref 


2904464 2904528 1 62 219856853 
uence 


ales; 


gi ref 


Firmicutes; Clostridia; Clostridi Clos 


2937845 2937917 1 70 19856831 
sequence 


Actinomy 


gi ref 


2 
1 
; 


3450879 3450970 1 89 gi| 219846609 |ref 


Thermotogaceae; 
3523756 3523820 1 


Thermotoga. 


62 gi|219846560|ref 


3777587 37790 
Thermotoga. 
70 gi 


Thermotogaceae; 


3902623 3902695 1 219846293|ref 


Thermotogaceae; 
295412 295455 28 


Thermotoga. 


71 gi| 265678863 |ref 


trid 


2937540 29390 
ceta 


6 Helicobacter 


NR_024676.1 


36 2899473 Microp 
ioni 


bacterineae; 


NR_024672.1 


2904128 290561 
iales Family 


NR_024650.1 
0 


les; Pseudo 


NR_026201.1 


NR_026152.1 


CIB 12823 16S ribosomal RNA, partial sequence 3523483 352488 
; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocar 
e; Saccharopolyspora. 

3777904 3777995 1 89 gi| 219846378 |ref|NR_025969.1 


NR_025883.1 


NR_029169.1 


psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
483023 483088 1 63 gi|265678729|ref|NR_029034.1 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 
Synergistetes; Synergistia; Synergistales; Synergistace 
564222 564257 28 63 gi| 265678676 |ref|NR_028981.1 
563902 56532 


strain LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_16S 
odorimutans strai 
odorimutans Bacte 
Anaerovorax. 
655354 Bacteria_16S 
strain S-743 16S 
Tenericutes; Moll 
655354 Bacteria_16S 
strain FC 097-2 1 
Tenericutes; Moll 
655354 Bacteria_16S 
pametensis strain B9A 
pametensis Bacter 
Helicobacter. 
655354 Bacteria_16S 
strain HI 11/12 1 
Bacteria; Aquific 
655354 Bacteria_16S 
azorense Az-Ful s 
azorense Az-Ful B 
655354 Bacteria_16S 
marinus strain sr 
Bacteria; Synergi 
655354 Bacteria_16S 
strain ILE-3 16S 
Synergistetes; Sy 
655354 Bacteria_16S 


ria; 


n NorPut 16S ribosomal RNA, partial se 


ribosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


6S ribosomal RNA, 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
ia; Proteobacteria; Epsilonproteobacte 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 


train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 


12 16S ribosomal RNA, partial sequence 
stetes; 


ribosomal RNA, partial sequence 
nergistia; 


7 Mi 
ref 


ococcineae 
265678606 
quence 
ales; 


664064 664107 28 71 


gi 


Firmicutes; Clostridia; Clostridi Clostrid 


780144 780210 1 64 gi| 265678525 


779845 78130 


ref 


985097 985163 1 64 gi| 265678387 


complete sequence 984769 98628 


ref 


ref 
i 
loba 


1127784 1127827 28 at gi 
Seymour 16S ribosomal RNA, partia 


253680771 
1 sequence 
ria; Campy 


1230662 1230725 26 89 gi| 219878275 
complete sequence 1230306 12317 
rinis. 

219878120 
1 sequence 
genotherma 
219857493 
23507 
Synergistace 
gi| 219857337 
2559665 25611 
Synergistaceae; Aminob 
89 gi| 219857123 


ref 


1241303 1241366 26 89 gi ref 


ceae 


2351118 2351183 1 63 gi ref 


Synergistia; Synergistales; 
2559991 2560056 1 63 


ae; 
ref 


acte 
ref 


Synergistales; 
2790086 2790177 1 


663698 66518 


7 Acholeplasma 


5 Acholeplasma 


127427 11289 


93 Thermocrinis 


1240965 12424 


96 2352265 Dethi 


crobacteriac 
NR_028911.1 
5 


iales Family 


NR_028829.1 


eplasma. 
NR_028689.1 


eplasma. 
NR_028019.1 
0 
e 


cterales; H 


NR_025414.1 


NR_025259.1 

1 
; Sulfurihyd 
NR_025081.1 
° 
Dethiosulfov 
NR_024925.1 


rium. 


n 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Actinoalloteichus 
7 Actinoalloteichus 


ocardineae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 
Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Anaerovorax 
Anaerovorax 

XIII. Incertae Sedis; 


Acholeplasma axanthum 


axanthum Bacteria; 


Acholeplasma vituli 


vituli Bacteria; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Thermocrinis albus 


albus DSM 14484 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


NR_024751.1 


Thermotoga thermarum 


strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 


Bacteria; Thermotogae; 


Thermotogales; Thermotogaceae; Thermotoga. 


655354 Bacteria_ 


strain NR-27 16S 
Bacteroidetes; 


Proteobacteria; 


655354 Bacteria_ 


16S 3217949 3218018 1 


16S 3389527 3389621 1 


16S 3697220 3697263 28 


16S 3817311 3817354 28 


ribosomal RNA, partial sequence 
Sphingobacteria; 
655354 Bacteria_ 
chliarophilus str 
chliarophilus Bacteria; 
655354 Bacteria_ 
strain LRB 8581 1 
E 


67 gi 


Sphingobacteriales; Fla 


92 gi 


strain ATCC 29543 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
655354 Bacteria_ 
strain ST1l 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
655354 Bacteria_ 
helvolus strain D 
helvolus Bacteria; 
Pseudoclavibacter. 
655354 Bacteria_ 
strain JW/AS-Y6 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 


655354 Bacteria_ 
thermoautotrophica strain JW 701/3 
thermoautotrophica Bacteria; 


16S 3821896 3821939 28 


16S 159729 159771 28 


16S 257561 257651 1 


16S 331995 332085 1 


Moorella group; Moorella. 


655354 Bacteria_ 


strain E-1-A 16S 


subsp. 


brasiliensis DSM 
Planctomyces. 


655354 Bacteria_ 
marinus subsp. pa 


16S 356042 356132 1 


16S 401599 401641 28 


Agromyces. 
16S 603266 603358 1 


16S 694401 694467 23 
5305 Bacteria; 


16S 878901 878966 1 


Thermoanaerobacterales; 


Firmicutes; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_ 
nitratus strain IMET 11532, 
cerinus subsp. ni 
Microbacteriaceae; 
655354 Bacteria_ 
strain ED 11/3LLK 
Aquificae; Aquificales; 
655354 Bacteria_ 
brasiliensis stra 


219846775 


3217640 32191 
mmeovirgaceae; 


219846652 


ain ATCC 700543 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


6S ribosomal RNA, partial sequence 3696887 36983 
psilonproteobacteria; Campylobacterales; 


ref 


ref 


NR_026367.1 


Thermonema. 
NR_026244.1 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Meiothermus 


3389244 3390664 Meiothermus 


Deinococci; Thermales; Thermaceae; Meiothermus. 
val gi|219846438|ref|NR_026029.1| Helicobacter trogontum 
08 Helicobacter trogontum Bacteria; 
Helicobacteraceae; Helicobacter. 
vel gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
3816954 3818434 Wolinella succinogenes 
Wolinella. 
71 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
3821543 3823020 Helicobacter muridarum Bacteria; 
Helicobacteraceae; Helicobacter. 
70 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 


16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 


90 gi 


16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; 


89 gi 


in DSM 5305 16S ribosomal RNA, partial 
Planctomycetes; 


63 gi 


storis strain PCC 9511 16S ribosomal R 


SM 20419 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


265678649 


Thermovibrio. 


265678586 
sequence 


Planctomycetacia; 


265678459 


artial sequenc 
obacterida 


60290 


NA, partial se 


ref 


ref 


Pla 


ref 


159387 160848 


e; Actinomycetal 


694091 695537 


e 401266 


NR_028954.1 


NR_028891.1 
nctomycetale 


NR_028762.1 
quence 


Pseudoclavibacter 


tinomycetales; Micrococcineae; Microbacteriaceae; 
88 gi|265678890|ref|NR_029198.1| Moorella glycerini 
complete sequence 257219 258731 Moorella glycerini Bacteria; 
Thermoanaerobacteraceae; Moorella group; Moorella. 
88 gi| 265678839 |ref|NR_029144.1| Moorella 
16S ribosomal RNA, complete sequence 331642 333194 Moorella 
Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
88 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
355741 357157 Sphingopyxis terrae Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 
70 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 


402730 Agromyces 
es; Micrococcineae; 


Thermovibrio ruber 


5 604369 Thermovibrio ruber Bacteria; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcaceae; 
655354 Bacteria_ 
yabuuchiae strain 
Proteob 


Bacteria; 


655354 Bacteria_ 


strain D2-18 16S 
Firmicutes; 


655354 Bacteria_ 
halophilum strain 
Bacteria; Actinob 


Microbacterium. 


655354 Bacteria_ 
DSM 1552 16S ribo 
Firmicutes; Erysi 
655354 Bacteria_ 
mitsuokai DSM 158 
15897 Bacteria; F 
655354 Bacteria_ 


lactoaceticus 6A 
Bacteria; 
Sedis; 


Thermotogae; 


inopinata strain 
Bacteria; 


Clostridia; 


Firmicutes; 
Caldicellulosiruptor. 
655354 Bacteria_16S 
strain TMO 16S ri 
Thermotogales; 
655354 Bacteria_16S 
143-02 16S ribosomal RNA, partial sequence 16314 
Firmicutes; Erysipelotrichi; Erysipelotrichal 
655354 Bacteria_16S 


Prochlorococcus. 


16S 1067509 1067599 1 


16S 1103528 1103566 33 


Clostridiales; 


16S 1112650 1112692 28 


16S 1165617 1165686 1 


16S 1206508 1206573 1 


16S 1301300 1301362 27 
Clostridia; 


1393873 1393938 1 


1631750 1631815 1 


1683613 1683703 1 


ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 
Thermotogaceae; 


88 gi 


Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 


71 gi 


70 gi 


76 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


67 gi 


63 gi 


97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelotrichales; 


89 gi 


63 gi 
Thermotoga. 


63 gi 


88 gi 


265678332 


265678306 


1103152 11046 
Clostridiales Family XIII. 


265678300 
11123 


228720470 


somal RNA, partial sequence 1165300 1166687 Clostridi 
pelotrichi; Erysipelotrichales; Erysip 


228715354 
12061 


219846639 


16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterales; 


228715897 


1393543 13950 


219878455 


219878419 


ence 10672 
Sphingomonadales; 


elotrichaceae. 


ref 


Sphi 
ref 


Inc 
ref 


ref 


ref 


Erys 
ref 


ref 


ref 


03 1068656 Sphing 
ngomonadaceae; Sphingomonas. 


21 Mogibacterium 


07 1113789 Microb 
Micrococ 


79 1207663 Cateni 


20 1632923 Erysip 
es; Erysipelot 


NR_028634.1 


NR_028608.1 


ertae Sedis; 
NR_028601.1 


cineae; Micr 


NR_027592.1 


NR_027526.1 


ipelotrichac 
NR_026231.1 


NR_027542.1 


NR_025594.1 


richaceae; E 


ref 


lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


Sphingomonas 
omonas yabuuchiae 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


Clostridium spiroforme 


um spiroforme DSM 1552 Bacteria; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
Thermoanaerobacterales 


Family III. Incertae 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 


NR_025558.1 
168328 


Clostridium 
5 1684702 Clostridium 


655354 Bacteria_16S 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 
655354 Bacteria_16S 
flaccumfaciens pv. 


Actinomycetales; 
655354 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
655354 Bacteria_16S 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


lanuginosus Bacteria; 
Chondromyces. 
655354 Bacteria_16S 
apiculatus strain 


Chondromyces. 
655354 Bacteria_16S 


1697421 1697463 28 


1811382 1811424 28 


1820584 1820626 28 


1983360 1983450 1 


Proteobacteria; 


1984944 1985034 1 


2108600 2108673 1 


70 


70 


gi|219878409 


gi|219878328 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


ref|NR_025548.1 


ref|NR_025467.1 


partial sequence 


Microbacterium 


56 1698545 Microbacterium paraoxydans 
Micrococcineae; Microbacteriaceae; 


Curtobacterium 
1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 


70 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


88 


88 


Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; 


71 


strain P-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
655354 Bacteria_16S 


Clostridia; 


Clostridiales; 
2360334 2360376 28 


Clostridiaceae; 


70 


strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


655354 Bacteria_16S 


2361858 2361900 28 


70 


strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


655354 Bacteria_16S 


peptonophila strain KCTC 9740 16S ribosomal RNA, partial 
Bacillales; 


peptonophila Bacteria; 
655354 Bacteria_16S 


dichotomicum strain KCTC 3667 16S ribosomal RNA, partial 
Bacillales; 


dichotomicum Bacteria; 
655354 Bacteria_16S 


taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 
655354 Bacteria_16S 


cateniformis strain JCM 10604 16S ribosomal RNA, partial 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotric 


Coprobacillus. 
655354 Bacteria_16S 


2451562 2451627 1 


Firmicutes; 
2453107 2453172 1 


Firmicutes; 
2457547 2457637 1 


2817126 28171911 


3030403 3030472 1 


63 


63 


88 


63 


67 


strain I50 16S ribosomal RNA, partial sequence 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


655354 Bacteria_16S 
mathranii strain 
Bacteria; Firmicutes; 
655354 Bacteria_16S 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


655354 Bacteria_16S 


aeronauticum strain DSM 10349 16S ribosomal RNA, partial 
Clostridia; 


aeronauticum Bacteria; 
655354 Bacteria_16S 
strain DSM 20542 


655354 Bacteria_16S 
strain DSM 20528 


655354 Bacteria_16S 


3173901 3173965 1 
Clostridia; 
3220959 3221024 1 
3246804 3246866 27 
Firmicutes; 
3516147 3516189 28 


3517669 3517711 28 


3761397 3761462 1 


62 


A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


63 


89 


70 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


70 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


63 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; 
655354 Bacteria_16S 


michiganensis subspecies tessellarius strain 78181 16S 


3768775 3768817 28 


Deltaproteobacteria; Desulfuromonadales; 


70 


Thermoactinomyceta 


Thermoactinomyceta 


Clostridiales; 


Curtobacterium. 


gi|219878322 


gi|219878206 


gi|219878205 


Myxococ 


gi| 219873437 
2108290 21097 


gi|219857487 
2360002 23614 
Micrococcineae 
gi|219857486 
2361525 23629 


219857418 
sequence 


gi 


219857417 
sequence 


gi 


gi|219857411 


Sphing 


219856912 
sequence 


gi 


gi|219846903 
3030089 30315 


219846805 
31735 

Thermoa 

219846773 


gi 


gi 


Ox 
219846756 
sequence 
Pep 
219846565 


gi 


gi 


gi|219846564 


gi|]219846391 
3761076 37625 
Geobacte 
219846385 
ribosomal 


gi 


Myxococcales; 


ref |NR_025461.1 
1820242 182172 


ref |NR_025345.1 
1983024 198455 


ref|NR_025344.1 
1984609 198614 
cales; 


ref |NR_026099.2 


ref|NR_025075.1 
; Microbacteriac 
ref|NR_025074.1 


Microbacteriac 
ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref|NR_025005.1 

2452794 245426 
ceae; 
ref |NR_024999.1 

2457264 245870 
omonadales; Sphi 


ref|NR_024733.1 

2816799 281828 
hales; Erysipelo 
ref|NR_026495.1 
eae. 
ref|NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026157.1 


; Microbacteriac 
ref|NR_026156.1 


; Microbacteriac 
ref |NR_025982.1 


raceae; Geobacte 
ref|NR_025976.1 
RNA, partial seq 


Curtobacterium 
4 Curtobacterium 


Micrococcineae; Microbacteriaceae; 


Chondromyces 
8 Chondromyces 


Sorangiineae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


Sorangiineae; Polyangiaceae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 
Clostridium. 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 
Micrococcineae; 


eae; Subtercola. 

Seinonella 

3 Seinonella 
Thermoflavimicrobium 

8 Thermoflavimicrobium 


Thermoflavimicrobium. 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Coprobacillus 
3 Coprobacillus 


trichaceae; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Thermoanaerobacter 
anaerobacter mathranii 
; Thermoanaerobacter. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 
Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
655354 Bacteria_16S 


3881108 3881172 1 


Micrococcineae; Microbacteriaceae; 


62 


Clavibacter. 
gi| 219846308 


ref |NR_025898.1 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 


Thermoanaerobacter 


3880766 388228 


7 Thermoanaerobacter 


655354 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


655354 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


655354 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


655354 Bacteria_16S 


cellulans strain 
cellulans Bacteri 
Promicromonospora 


655354 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


655354 Bacteria_16S 


strain 27 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 


strain ST26 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 


strain ST50 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


655354 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


655354 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


655354 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


655354 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


655354 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


655354 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


655354 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


655354 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


655354 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


655354 Bacteria_16S 


strain CMS90 16S 
Actinobacteria; A 


655354 Bacteria_16S 


strain W16 16S ri 
Actinobacteria; A 


655354 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


19947 20011 1 62 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

66977 67042 1 63 gi 
train Y-345 16S ribosomal RNA, partial 


104816 104881 1 63 gi 


tes; Clostridia; 
118648 118709 28 89 gi 
DSM 43879 16S ribosomal RNA, partial s 


Cellulosimicrobium. 
124677 124750 1 71 gi 
in NSP M-1 16S ribosomal RNA, partial 


ceae; 


136856 136917 28 
osomal RNA, partial sequence 


89 gi 


138415 138476 28 89 
ibosomal RNA, partial sequence 


gi 


139944 140005 28 89 
ibosomal RNA, partial sequence 


gi 


237744 237808 1 62 gi 
etaproteobacteria; Burkholderiales; Bu 
239293 239357 1 62 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

240879 240943 1 62 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


330359 330404 47 92 

ibosomal RNA, partial sequence 

motogales; Thermotogaceae; Geotoga. 
363522 363595 1 71 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
372453 372518 1 63 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


gi 


498506 498598 1 90 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500058 500150 1 90 gi 


etaproteobacteria; Burkholderiales; Co: 
504679 504743 1 62 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 


655354 Bacteria_16S 


acteria; Proteobacteria; Alphaproteoba 


t8.Bl 16S ribosomal RNA, partial seque 
Thermoanaerobacterale 


a; Actinobacteria; Actinobacteridae; Actinomycet 


eria; Nitrospirae; Nitrospirales; Nitr 


136495 13800 
Micr 


138055 13953 
Micr 


139582 14105 
Micr 


6S ribosomal RNA, partial sequence 237457 23896 


240595 24207 


329993 33159 


6S ribosomal RNA, partial sequence 499730 50125 


504361 50587 


588213 588277 1 62 gi| 265678660 
ibosomal RNA, partial sequence 587905 58931 
etaproteobacteria; Burkholderiales; Burkholderia 

646143 646204 28 89 gi| 265678620 
ribosomal RNA, partial sequence 645783 64725 
ctinobacteridae; Actinomycetales; Micrococcineae 

674663 674724 28 89 gi| 265678599 
bosomal RNA, partial sequence 674316 67581 
ctinobacteridae; Actinomycetales; Micrococcineae 

697401 697474 1 71 gi| 265678584 

CB-R 16S ribosomal RNA, partial sequence 69711 
acteria; Alphaproteobacteria; Caulobacterales; C 
719917 719982 1 63 gi| 265678568 


265679050 
sequence 
a; Burkhol 


265679019 
sequence 
cteria; Sp 


265678993 
nce 10448 
s; Thermoa 
265678983 
equence 


265678979 
sequence 
ospiraceae 

265678971 


ococcineae 
265678970 


ococcineae 
265678969 


ococcineae 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 


265678840 


265678812 
ence 36326 
terales; C 
265678806 
quence 
teria; Sph 
265678719 
ence 49817 
riales; Co 
265678718 


mamonadace 
265678715 


ref |NR_029358.1 
19628 21106 
deriales; Burkho 
ref |NR_029327.1 
66694 68135 
hingomonadales; 


ref|NR_029301.1 
6 105949 Thermo 
naerobacteraceae 
ref|NR_029291.1 
18321 119772 
ales; Micrococci 


R 


’ 


ref |NR_029287.1 

124349 125867 
; Nitrospira. 
ref |NR_029279.1 
; Ce 
ref 


1llulomonadac 
NR_029278.1 


7 Sa 
ref 


nguibacterac 
NR_029277.1 
; Sanguibacterac 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 


ref |NR_029209.1 
2 Burkholderia 


ceae; Burkholde 


Hi r 


ref |NR_029145.1 


ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029111.1 
372149 373610 


ingomonadales; S 


ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy 
ref|NR_029023.1 


ae; 
ref 


Hydrogenopha 
NR_029020.1 


ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028925.1 
9 Arthrobacter 
; Micrococcaceae 
ref |NR_028904.1 
0 Dermatophilus 
; Dermatophilace 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 


biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


Asticcacaulis. 


Burkholderia 
Burkholderia 
lderiaceae; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Cellulosimicrobium 
Cellulosimicrobium 
neae; 


v 


Nitrospira 
Nitrospira 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


1 Sanguibacter suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


8 Sanguibacter inulinus Bacteria; 


eae; Sanguibacter. 
Burkholderia glumae 


glumae Bacteria; 


eis 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Burkholderia tropica 


tropica Bacteria; 


ia. 
Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 


Dermatophilus chelonae 
chelonae Bacteria; 
ae; Dermatophilus. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 


ref |NR_028872.1 
719632 721036 


Asticcacaulis 
Asticcacaulis 


655354 Bacteria_16S 


885068 885129 28 


89 gi 


strain VKM Ac-1799 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Rathayibacter. 


655354 Bacteria_16S 


strain LMG 18819 
Proteobacteria; 


Thermoanaerobacter. 


655354 Bacteria_16S 
strain RE35F/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_16S 


litoralis strain 
Bacteria; 


Proteobacteria; 


Bacteria; 


892559 892623 1 


904912 904977 1 
Firmicutes; 


908000 908065 1 


934380 934445 1 


943612 943704 1 


945175 945267 1 


946735 946827 1 


Clostridia; 


62 gi 


63 gi 


63 gi 


63 gi 


JS5 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 
655354 Bacteria_16S 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava 
Betaproteobacteria; Burkholderiales; Co 
655354 Bacteria_16S 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 


90 gi 


90 gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
655354 Bacteria_16S 


90 gi 


Thermoan 


265678454 


265678449 


16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Bu 
655354 Bacteria_16S 
siderophilus strain SR4 16S ribosomal RNA, partial sequ 
siderophilus Bacteria; 


265678441 


265678439 


907717 909160 Erythrobacter 
Sphingomonadales; 


265678422 


265678416 


265678415 


265678414 


taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 


taeniospiralis Bacteria; 


Hydrogenophaga. 


655354 Bacteria_16S 
strain 7-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; 


1037116 1037208 1 


1069011 1069084 1 


1070502 1070567 1 


Betaproteobacteria; 


90 gi 


10 


Betaproteobacteria; Burkholderiales; Co 
655354 Bacteria_16S 
strain W1-2B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
655354 Bacteria_16S 


al gi 


10 


63 gi 


265678353 
36784 10382 


265678331 


265678330 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


655354 Bacteria_16S 
ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosp 
Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_16S 


tardaugens strain 
Bacteria; 


1073420 1073485 1 


1077812 1077877 1 


63 gi 


63 gi 


strain DAPP-PG 224 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_16S 
witflariensis strain W-5 
witflariensis Bacteria; 


Sphingopyxis. 

655354 Bacteria_16S 1171707 1171744 26 63 gi|228719312|ref|NR_027582.1 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Syne 
Dethiosulfovibrio. 

655354 Bacteria_16S 1197448 1197540 1 90 gi|228715504|ref|NR_027534.1 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlib 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadac 
655354 Bacteria_16S 1209538 1209603 1 63 gi|228715350|ref|NR_027522.1 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 12106 

Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Hali 
655354 Bacteria_16S 1313426 1313491 1 63 gi| 228718892 |ref|NR_027577.1 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 131309 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; 


655354 Bacteria_16S 


1141380 1141445 1 


1348807 1348868 28 


DSM 10542 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sanguibacter. 


655354 Bacteria_16S 
strain MT1-641 16S ribosomal RNA, partial sequence 


Proteobacteria; 


RW1 16S ribosomal 


1372874 1372938 1 


1399883 1399948 1 


RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_16S 


1480468 1480560 1 


Sphingomonadales; 


63 gi 


89 gi 


265678328 


Sphingomonadales; 


265678324 


253680762 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Thermoanaerobacter. 


228720600 


1348448 13499 


62 gi 


63 gi 


1399580 1401060 Sphingomonas wittichi 


Sphingomonadales; Sphingomonadaceae; 


90 gi 


228717983 


1372563 13740 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
655354 Bacteria_16S 


228715353 


219878371 


denitrificans strain K601 16S ribosomal RNA, partial sequence 


88470 


ence 90455 
aerobacterales; 


Erythrobacteraceae; 


mamonadaceae; 


Burkholderiales; 


68707 1070133 Brevundimonas 
aulobacteraceae; 


1077529 1078967 Sphing 
Sphingomonadaceae; 


Sphingomonadales; Sp 


Micrococcineae; 


ref|NR_028756.1 


ref|NR_028751.1 
Pandoraea. 


ref |NR_028743.1 


ref |NR_028718.1 


ref|NR_028717.1 


ref |NR_028716.1 
946409 947922 


ref|NR_028655.1 
Curvibacter. 


ref|NR_028633.1 


ref |NR_028632.1 
Tistrel 


ref|NR_028630.1 


ref |NR_028626.1 
Sphingo 
ref|NR_028010.1 

1141076 114255 


ref|NR_027595.1 
42 Sanguibacter 
Sang 


ref|NR_027569.1 
50 Burkholderia 
Burkholder 


ref|NR_027525.1 


Rathayibacter caricis 


1 886196 Rathayibacter caricis 
Micrococcineae; Microbacteriaceae; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 
rkholderiaceae; 


Thermoanaerobacter 


8 906118 Thermoanaerobacter 
Thermoanaerobacteraceae; 


ref|NR_028741.1| Erythrobacter citreus 
citreus Bacteria; 
Erythrobacter. 
ref|NR_028724.1| Bacteriovorax 


934056 935530 Bacteriovorax litoralis 
Bacteriovoracaceae; 


Bacteriovorax. 
Hydrogenophaga flava 
Bacteria; 


Hydrogenophaga. 


Hydrogenophaga 


944846 946358 Hydrogenophaga pseudoflava 


Comamonadaceae; Hydrogenophaga. 


Hydrogenophaga 
Hydrogenophaga 


Comamonadaceae; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 
mamonadaceae; 


Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 
Rhodospirillaceae; 


la. 
Novosphingobium 
hingobium tardaugens 


Sphingomonadaceae; Novosphingobium. 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingopyxis 

7 Sphingopyxis 
hingomonadaceae; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Thermoanaerobacter 
4 1314606 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Sphingomonas wittichii 
i RW1 Bacteria; 


Sphingomonas. 


ref|NR_025510.1 
1480151 148165 


Alicycliphilus 
2 Alicycliphilus 


denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Alicycliphilus. 
655354 Bacteria_ 
brockii subsp. 


655354 Bacteria_ 


cenocepacia strai 
cenocepacia Bacte 


Burkholderia; 
655354 Bacteria_ 


strain B8 16S rib 
B 


Proteobacteria; 
655354 Bacteria_ 


strain B6 16S rib 
B 


Proteobacteria; 
655354 Bacteria_ 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


655354 Bacteria_ 


strain DSM 1672 1 


la 
Thermoaner 
Thermoanaerobacte 


Bur 


16S 1505923 1505988 1 63 gi 


obacter brockii subsp. lactiethylicus 


osomal RNA, partial sequence 


16S 1549951 1550043 1 


osomal RNA, partial sequence 


90 gi 


16S 1625717 1625778 28 89 gi 


ia; Actinobacteria; Actinobacteridae; 
e; Arsenicicoccus. 
16S 1747716 1747753 27 


64 gi 


ctiethylicus strain SEBR 5268 16S ribo 


etaproteobacteria; Burkholderiales; Aq 


etaproteobacteria; Burkholderiales; Aq 


CCUG 47306 16S ribosomal RNA, partial 


219846365 
somal RNA, 
Bacteria; 


1548180 15495 
bacteriu 


ua 
219857244 


1549646 15510 
bacteriu 


ua 

219878459 
sequence 

Ac 


219878375 


6S ribosomal RNA, partial sequence 1747351 17488 


tinomyce 


ref|NR_025956.1 
partial sequen 
Firmicutes; 


95 Aquabacterium 
m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref|NR_025598.1 

1625384 162685 
tales; Micrococc 


ref|NR_025514.1 


c 
Clostridia; 


Thermoanerobacter 
e 1505601 1507107 


rales; Thermoanaerobacteraceae; Thermoanaerobacter. 

16S 1533226 1533290 1 62 gi|219857425|ref|NR_025013.1| Burkholderia 

n LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 

ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 

kholderia cepacia complex. 

16S 1548485 1548577 1 90 gi|219857245|ref|NR_024875.1| Aquabacterium commune 


commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Arsenicicoccus 
0 Arsenicicoccus 


ineae; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

655354 Bacteria_16S 1805263 1805324 28 89 gi|219878332|ref|NR_025471.1]| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

655354 Bacteria_16S 1806801 1806862 28 89 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 


strain DSM 46000 


strain DSM 13256, 
Thermotogae; 


Ther 


6S 1845029 1845102 1 71 
ibosomal RNA, partial sequence 


gi 


6S 1916253 1916317 1 62 gi 
16S ribosomal RNA, partial sequence 


motogales; Thermotogaceae; Thermosipho 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
655354 Bacteria_1 
strain vc 5 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
655354 Bacteria_1 


oc 
219878305 


1844748 18461 
homonada 


YP 
219878250 


occineae 


19159 


; Ce 
ref 


1llulomonadac 
NR_025444.1 
ceae; Maricaulis 
ref|NR_025389.1 
11 1917433 Thermo 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Thermosipho geolei 
sipho geolei Bacteria; 


655354 Bacteria_16S 1922409 1922473 1 62 gi| 219878246 |ref|NR_025385.1] Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

655354 Bacteria_16S 1951487 1951559 1 70 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

655354 Bacteria_16S 1955856 1955921 1 63 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 


strain EDIV 16S r 
Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_16S 


strain MCS 18 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
655354 Bacteria_16S 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


washingtonensis s 
washingtonensis B 
Maricaulis. 


655354 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


655354 Bacteria_16S 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
655354 Bacteria_16S 
strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteo 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


655354 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 


ibosomal RNA, partial sequence 
Sphingomonadales; 
2015658 2015723 1 63 gi 
16S ribosomal RNA, partial sequence 

Sphingomonadales; 
2018620 2018693 1 71 gi 
ribosomal RNA, partial sequence 20 


2020092 2020165 1 71 


gi 


2021564 2021637 1 71 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 
2023053 2023126 1 71 gi 
16S ribosomal RNA, partial sequence 


2113115 2113180 1 63 gi 


2117725 21177901 63 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2151003 2151068 1 63 gi 
ribosomal RNA, partial sequence 


Caulobac 


1955571 19570 
hingomon 


Sp 
219878185 
20153 
Sphingo 
219878183 
18337 20197 
yphomon 
219878182 
sequence 
cteria; 


219878181 

20212 
terales; 
219878180 


20227 


au 
219857659 
al sequenc 
bacteria; 


219857656 


2117441 21188 


Erythrobac 
219857634 


mon 


ada 


Rh 


ce 


lobacter 


adaceae; Sphingo: 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref |NR_025322.1 
ceae; Maricaulis 
ref |NR_025321.1 

2019809 202123 
odobacterales; H 


ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 


16 Sphingomonas pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Novosphingobium 

2 Novosphingobium 
Sphingomonadaceae; 


’ 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 


ref |NR_025223.1 


Porphyrobacter cryptus 


2150729 2152142 Porphyrobacter cryptus Bacteria; 
Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 


655354 Bacteria_16S 2178240 2178332 1 90 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
655354 Bacteria_16S 2194944 2195005 28 89 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

655354 Bacteria_16S 2352616 2352708 1 90 gi|219857492|ref|NR_025080.1] Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
655354 Bacteria_16S 2459040 2459105 1 63 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 


strain JSS-26 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_16S 2460531 2460596 1 63 gi 
strain JSS-7 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
655354 Bacteria_16S 2543042 2543134 1 90 gi 
palleronii strain CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 
655354 Bacteria_16S 2598458 2598519 28 89 gi 

strain SMCC W459 
Firmicutes; Clostridia; 
655354 Bacteria_16S 


Sphingomonadales; Sp 


Ss 


Clostridiales; Peptococcaceae; 
2713361 2713426 1 63 gi 
strain SHK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; 
655354 Bacteria_16S 2730191 2730256 1 63 
strain SIR-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; 
655354 Bacteria_16S 2826133 2826198 1 63 
strain IFO 12702 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
655354 Bacteria_16S 2827687 2827751 1 62 gi 
strain IHB1 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 


De 


Enhy 
gi 


gr 


Nann 
gi 


Oc 


ki 


2458757 24601 


219857409 
2460248 24616 
Sp 
219857348 


219857269 
16S ribosomal RNA, partial sequence 2598095 25994 


219857179 
2713036 27145 


219857167 
2729867 27313 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 


219856905 
2827347 28288 


97 Sphingomonas 
adaceae; 
ref 
89 Sphingomonas 
adaceae; 
ref 

2542716 25442 
eriales; 
ref 


hingomon 


hingomon 
equence 


Burkhold 


sulfotomacul 
ref 


um. 


omyxa. 
ref 
50 Plesiocystis 
; Na 
ref 


ystineae 


oric 
ref 


neae; Sp hthyaceae; 


Sphing 
NR_024997.1 


Sphing 
NR_024936.1 


Comamo 
NR_024900.1 
55 Desulfotomaculum putei Bacteria; 


NR_024807.1 
15 Enhygromyxa salina Bacteria; 


NR_024795.1 
nnocystacea 
NR_024727.1 
96 Sporichthya polymorpha Bacteria; 


NR_024726.1 
49 Thermosipho japonicus Bacteria; 


[o} 


fo} 


2 
n 


e 


s 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Desulfotomaculum putei 


Enhygromyxa salina 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Sporichthya polymorpha 


porichthya. 
Thermosipho japonicus 


655354 Bacteria_16S 2861494 2861586 1 90 gi| 219856883 |ref|NR_024702.1| Curvibacter 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
655354 Bacteria_16S 2864573 2864638 1 63 gi| 219856881 |ref|NR_024700.1| Sphingomonas 
echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 2864276 2865738 Sphingomonas 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

655354 Bacteria_16S 2884859 2884924 1 63 gi|219856866|ref|NR_024685.1| Sphingomonas 
oligophenolica 16S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

655354 Bacteria_16S 2943919 2943984 1 63 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 

655354 Bacteria_16S 2965070 2965135 1 63 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
strain S37 16S ribosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 


Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_16S 
sulfurophilus str 


Sphingomonadales; 

3083512 3083577 1 63 gi 
ain L-64 16S ribosomal RNA, partial se 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoa 
Thermoanaerobacter. 

655354 Bacteria_16S 3196923 3196988 1 63 gi 
sibiricus strain RB16-17 16S ribosomal RNA, partial seq 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria 
Sandaracinobacter 
655354 Bacteria_16S 
strain IFO 10550 
Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_16S 
strain IFO 15498 
Proteobacteria; Alphaproteobacteria; 
655354 Bacteria_16S 
strain LMG 2142 1 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
655354 Bacteria_16S 3311839 3311904 1 63 gi 
strain BN6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Sp 


qu 
na 


ue 


3208853 3208918 1 63 gi 
Sphingomonadales; 
3210345 32104101 63 gi 


Sp 


Sphingomonadales; 
3261701 3261766 1 63 gi 


Sp 


Sp 


Sphingomonadales; Sp 


219846866 


219846790 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 


219846781 
16S ribosomal RNA, partial sequence 3210062 32115 


219846746 
6S ribosomal RNA, partial sequence 3261418 32628 


219846712 
3311548 33129 


adac 
ref 

3083185 30846 
rales; Thermoan 


hingomon eae; 
ence 
erobacte 


ref 
nce 196654 31980 
Sphingomonadales; Sphin 


Ww 


ref 
11 Sphingomonas 
adaceae; Sphing 
ref 
03 Sphingomonas 
adaceae; Sphing 
ref 
78 Sphingomonas 
adaceae; Sphing 
ref 


hingomon 
hingomon 
hingomon 
hingomonadac 


eae; Sphing 


655354 Bacteria_16S 
brockii subsp. 


3882680 3882745 1 63 gi 
finnii strain AKo-1 16S ribosomal RNA, par 


219846307 


ref 
tial sequence 


Sphing 
NR_026458.1 


NR_026382.1 


NR_026374.1 


NR_026373.1 


NR_026338.1 


NR_026304.1 


85 Sphingobium xenophagum Bacteria; 


NR_025897.1 
3882338 3883860 


° 
6 


a 


7 
g 


fo} 


fo} 


[o} 


[e} 


pyxis. 
Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Sphingobium xenophagum 


bium. 


Thermoanaerobacter 


CATGACTGTGAAATGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAG 
CGGCAGCGGGTCCTTCGGGATGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCGGGGAAACTCGCGCTAATACCG 
CATACGTCCTACGGGAGAAAGTGGGGGACCTTCGGGCCTCACGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGA 
TCTGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAGTTAATACCTTGCTGTTTTGACGTTACCGAC 
AGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCAGCAAG 
TTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTACTGAGCTAGAGTACGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTA 
GATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGTCGACTAGCCGTTGGAATCCTTGAGATTTTAGTGGCGCAGCTAACGCATTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAACTCA 
AATGAATTGACGGGGGCCCGCACAAGCGGTGAAGCATGTGGTTTAATTAGAAGCAACGCGAAGAACTTTACCTGGCCCTTGACATCCTGCGAACCTTTCAGAGAT 
GAGAGGGTGCCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTT 
AGTTACCAGCACCTCGGGTGGGCACTCTAAGGAGATTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACA 
CACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGA 
AGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTA 
GCTAGTCTAACCTTCGGGGGGACGGTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGCCTGGATCACCTCCTTT 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGT 
CGAACGGCAGCGCGGGCTTCGGCCTGGCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTCGTGGGGGATAACTAGTCGAAAGATTAGCTAAT 
ACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGGTAACGGCCTCGCGCGATAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGG 
CGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGC 
AACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATGGCCCTGGCTAATACCCGGGGTCGGTGACGGT 
ACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTT 
GATAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGCTTGTGACTGTCAGGCTAGAGTGCGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAA 
TGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGACGTGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCTTCAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCA 
GAGATGCATTAGGTGCCCGAAAGGGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGTCTCTAGTTGCTACGCAAGAGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTT 
CACACGTCATACAATGGTGCGTACAGAGGGTTGCCAACCCGCGAGGGGGAGC TAATCCCAGAAAACGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGT 
GAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAG 
TAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCT 
TAAGCTTGGATCCCGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAG 
GCTTAACACATGCAAGTCGAACGGGCACTTCGGTGCTAGTGGCAGACGGGTGAGTAACACGTGGGAACGTACCTTTCGGTTCGGAATAATCCAGGGAAACTTGGA 
CTAATACCGGATACGCCCTTCGGGGGAAAGATTCATCGCCGATAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGT 
AGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCC 
AGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGAAGATAATGACTGTACCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGC 
AGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGACTCTTAAGTCGGGGGTGAAAGCCCAGGGCTCAACCCTG 
GAATTGCCTTCGATACTGAGAGTCTTGAGTTCGGAAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGC 
GGCCAACTGGTCCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGG 
GTGCATGCACTTCAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTTTTGACATGTCCGGTTTGATCGACAGAGATGTCTTTCTTCAGTTCGGCTGGCCGGAACA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCCTAGTTGCCATCATTCAGTTGGGAACTCT 
AGGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGG 
GCAGCGAAAGGGCGACCTCGAGCTAATCCCAAAAAGCCGTCTCAGTTCAGATTGTACTCTGCAACTCGAGTACATGAAGGTGGAATCGCTAGTAATCGTGGATCA 
GCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCGTCGCGCTAACCGCAAGGAGGCAGGCGA 
CCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAGGTT 
TGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGGCACTTCGGTGCTAGTGGCAGACGGGTGAGTAACACGTGGGAACGTACC 
TTTCGGTTCGGAATAATCCAGGGAAACTTGGACTAATACCGGATACGCCCTTCGGGGGAAAGATTCATCGCCGATAGATCGGCCCGCGTCTGATTAGCTAGTTGG 
TGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGAAGATAATGACTGTACCG 
GAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGACTCTTA 
AGTCGGGGGTGAAAGCCCAGGGCTCAACCCTGGAATTGCCTTCGATACTGAGAGTCTTGAGTTCGGAAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCG 
TAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCCAACTGGTCCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGAATGCCAGCCGTTGGGGTGCATGCACTTCAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTTTTGACATGTCCGGTTTGATCGACAGA 
GATGTCTTTCTTCAGTTCGGCTGGCCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCG 
CCCCTAGTTGCCATCATTCAGTTGGGAACTCTAGGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGG 
CTACACACGTGCTACAATGGCGGTGACAATGGGCAGCGAAAGGGCGACCTTGAGCTAATCCCAAAAAGCCGTCTCAGTTCAGATTGTACTCTGCAACTCGAGTAC 
ATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGA 
AGGCGTCGCGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNTTAGCGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGCGAATGAAAGCTTGC 
TTTTATGAGCTTAGTGGCAAACGGGTGAGTAACACGTAGACAACCTGCCGACAGGATGGGGACAACATTCCGAAAGGAATGCTAATACCGAATGAAGCGGAGGAG 
AGGCATCTCTCCTCCGTGAAAGATGGCCTCTGTATATGCTATCACCTGTCGATGGGTCTGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACG 
ATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCC 
TGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGATGGGGACGAACGTGCGAAGGGTGAATAATCCTTTGCAATGACGGTACCT 
ATCGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATCATTGGGCGTAAAGGGAGCGCAGGCGGGCATGTA 
AGTCTTTCTTAAAAGTTCGGGGCTCAACCCCGTGATGGGAAAGAAACTACATGTCTTGAGTACAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGT 
AGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCC 
TGGCCGTAAACGATGGATACTAGGTGTGGGAGGTATCGACCCCTACCGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTACGGTCGCAAGACTGAAAC 
TCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATTGACTGTAAGAGCTAGAG 
ATAGCTCCCTCTCTTCGGAGACAGGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTC 
TTTGTTGCCATCACGTAAAGGTGGGCACTCAAAGGAGACTGCCGCGGAGAACGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGGTCTGGGCT 
ACACACGTACTACAATGGAACGGACAGAGAGCAGCGAACCCGCGAGGGCAAGCGAACCTCAAAAACCGTTTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCA 
TGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGGAAGTCGTTCACACCCGAA 


Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 


finnii Bacteria; 
Thermoanaerobacteraceae; 


Firmicutes; 
Thermoanaerobacter. 


Clostridia; 


655354 Bacteria_16S 3974472 3974537 1 63 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

655354 Bacteria_16S 3994928 3994993 1 63 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

655354 Bacteria_16S 3996419 3996484 1 63 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 


seohaensis Bacter 
Erythrobacter. 
655354 Bacteria_16S 


donghaensis strain SW-132 16S ribosomal RNA, partial sequence 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 
655354 Bacteria_16S 
flavimaris strain 


Sphingopyxis. 
655354 Bacteria_16S 
aquimaris strain 
Bacteria; 
655354 Bacteria_16S 
strain SEBR 2582 
Proteobacteria; 

655354 Bacteria_16S 
condimenti strain 
Bacteria; Firmicutes; 
655354 Bacteria_16S 


succinivorans strain S1-1 16S ribosomal RNA, partial sequence 
succinivorans Bacteria; 


655354 Bacteria_16S 
strain W 1471 16S 
Firmicutes; 
655354 Bacteria_16S 
strain Kol5a 16S 


3997913 3997978 1 


4000835 4000900 1 


4035790 4035855 1 


4065895 4065960 1 


Firmicutes; 
281629 281693 28 


Clostridiales; 
290792 290828 26 


ia; Proteobacteria; Alphaproteobacteria; 


63 


63 


SW-151 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


63 


SW-110 16S ribosomal RNA, partial sequence 40355 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


63 


16S ribosomal RNA, partial sequence 4065569 40669 
Deltaproteobacteria; Desulfovibrionales; 


Clostridia; 


92 


ribosomal RNA, partial sequence 


Clostridia; Eubacteriaceae; 


62 


ribosomal RNA, partial sequence 


Aquificae; Aquificales; Aquificaceae; Aquifex. 


Sphingo 
gi|219846226 
Sphing 
gi|219846224 
Sphingo 


gi|219846199 


gi|219846175 


Desulfov 


Clostridiales; Ve 


monadales; Eryth 
NR_025816.1 
3997630 399906 


omonadales; Eryt 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 


illonellaceae; S 


robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 


39550 39586 27 63 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacillales; Staphylococcus. 
69994 70030 27 63 gi| 265679017 |ref|NR_029325.1| Schwartzia 
69637 71125 Schwartzia 


chwartzia. 


gi|265678872|ref|NR_029178.1| Eubacterium infirmum 

281272 282767 Eubacterium infirmum Bacteria; 
Eubacterium. 

gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 


290399 29196 


2 Aquifex pyrophilus Bacteria; 


655354 Bacteria_16S 312098 312134 27 63 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

655354 Bacteria_16S 338216 338280 1 62 gi|265678832|ref|NR_029137.1| Bifidobacterium 


saeculare strain 


RA161 16S ribosomal RNA, partial sequenc 


e 


337886 339399 Bifidobacterium saeculare 


Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
655354 Bacteria_16S 386233 386297 1 62 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
655354 Bacteria_16S 392428 392464 27 63 gi| 265678793 |ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

655354 Bacteria_16S 430968 431032 1 62 gi| 265678767 |ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

655354 Bacteria_16S 432571 432607 27 63 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

655354 Bacteria_16S 447959 448023 1 62 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

655354 Bacteria_16S 461705 461777 1 70 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 


strain YIM 31530 


655354 Bacteria_16S 
nepalensis strain 
Bacteria; Firmicutes; 
655354 Bacteria_16S 


aerolatum strain V-73 16S ribosomal RNA, partial sequence 


541210 541246 27 


Bacillales; 
618643 618685 28 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


63 


CW1l 16S ribosomal RNA, partial sequence 
Staphylococcus. 


70 


265678691 
54086 


gi 


ineae; Nocardioi 
ref|NR_028996.1 
2 542331 Staphy 


gi| 265678639 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Staphylococcus 
lococcus nepalensis 


ref|NR_028944.1 


Microbacterium 


618371 619715 Microbacterium aerolatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


655354 Bacteria_16S 
strain TOD45 16S 


Firmicutes; 


Bacteria; 


Bacillales; 
655354 Bacteria_16S 

sibirica strain Al2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


655354 Bacteria_16S 


741349 741413 1 62 gi 


strain MDA5527 16S ribosomal RNA, partial sequence 74 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


655354 Bacteria_16S 
strain AIP313.00 


Firmicutes; 


Bacteria; 


Firmicutes; 


Firmicutes; 


Nakamurella. 


655354 Bacteria_16S 
ATCC BAA-548 16S 


Clostridia; 
655354 Bacteria_16S 
zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 
655354 Bacteria_16S 
shriftii strain D 
Firmicutes; 
655354 Bacteria_16S 
subroseum strain 
subroseum Bacteri 
Streptosporangiaceae; 
655354 Bacteria_16S 
flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora. 
655354 Bacteria_16S 
strain Z-7191 16S 
Clostridia; 
655354 Bacteria_16S 
strain 1480D 16S 
Bacillales; 
655354 Bacteria_16S 
succinus subsp. 


804684 804720 27 63 gi 
Clostridiales; Veillonellaceae; 
815406 815470 1 62 gi 


816952 816988 27 63 gi 
Clostridia; Halanaerobiales; 


874498 874562 1 62 gi 


Streptosporangium. 


888095 888159 1 62 gi 


891104 891140 27 63 
ribosomal RNA, partial sequence 
Halanaerobiales; 
1006717 1006753 27 63 
ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
1018760 1018796 27 63 


gi 


gi 


gi 


succinus strain AMG-D1 16S ribosomal RNA, 

Staphylococcus succinus subsp. 
655354 Bacteria_16S 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae 
655354 Bacteria_16S 
acetoxidans DSM 7 
DSM 771 Bacteria; 
655354 Bacteria_16S 
multipartita DSM 


1063053 1063089 27 63 


gi 


1159510 1159546 27 63 gi 


Firmicutes; Clostridia; 


1161047 1161119 1 70 gi 


1180784 1180867 1 81 
ribosomal RNA, partial sequence 


gi 


Bacteria; Lentisphaerae; Victivallales; Victivallaceae; 


655354 Bacteria_16S 


1269866 1269949 1 81 gi 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial 


ishimotonii Bacteria; 


Desulfonema. 


655354 Bacteria_16S 
DSM 15272 16S ribosomal RNA, partial sequence 


655354 Bacteria_16S 
owensensis OL 16S 


Bacteria; 
Sedis; 


Prop 

1299692 1299764 1 70 gi| 219846779 

ribosomal RNA, complete sequence 1299363 13008 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
1304410 1304446 27 63 gi|219846460 

ribosomal RNA, partial sequence 1304017 13055 

Clostridia; Thermoanaerobacterales; Thermoa 

1318129 1318165 27 63 gi| 228715349 

coagulans strain GA 211 16S ribosomal RNA, part 


Firmicutes; 
Caldicellulosiruptor. 
655354 Bacteria_16S 
schleiferi subsp. 

Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
655354 Bacteria_16S 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial seq 


Proteobacteria; 


1280132 1280204 1 70 gi 


1319671 1319707 27 63 gi 


capitis subsp. urealyticus Bacteria; Firmicutes; Bacill 


655354 Bacteria_16S 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 


carnosus subsp. carnosus Bacteria; 


1321213 1321249 27 63 gi 


Firmicutes; Bacillal 


n 6330 16S ribosomal RNA, partial sequence 81510 
acteria; Actinobacteridae; Actinomycetales; 


SSE-1 16S ribosomal RNA, partial sequence 
Halo 
CY-7113 16S ribosomal RNA, partial sequence 


a; Actinobacteria; Actinobacteridae; Actinomycetales; 


-1520 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


890778 89219 
Halobacteroidaceae; 


1006359 10077 


succinus Bacteria; 


71 16S ribosomal RNA, partial sequence 
Clostridiales; 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


1180467 11819 


Deltaproteobacteria; 


1279854 12812 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Aeromicrobium. 
655354 Bacteria_16S 
strain LM 161 16S 


265678553 


265678509 


16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus 
Anaeroglobus. 


265678502 


265678501 
81658 


265678462 


265678452 
88778 


265678450 


265678373 


265678365 


265678335 


228721485 
11591 
Peptococ 
228721225 
11607 


228717635 
Victivall 

219846400 

sequence 


Desulf 


219846091 


228715347 


ales; Stap 


bacteroidaceae; 


Orenia. 


complete sequence 
Firmicutes; 


700362 700398 27 63 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Paenibacillaceae; Paenibacillus. 
F2769) 727755. 1 62 gi|265678563|ref|NR_028867.1| Thiorhodospira 


727370 728734 Thiorhodospira sibirica 
Ectothiorhodospiraceae; Thiorhodospira. 


ref|NR_028857.1| Roseomonas mucosa 


1046 742527 Roseomonas mucosa Bacteria; 
Acetobacteraceae; 


Roseomonas. 
NR_028812.1| Anaeroglobus geminatus 
geminatus Bacteria; 


ref 


ref|NR_028805.1| Pseudonocardia 
9 816530 Pseudonocardia zijingensis 


Pseudonocardineae; Pseudonocardiaceae; 


ref|NR_028804.1| Selenihalanaerobacter 
1 817998 Selenihalanaerobacter shriftii 
Selenihalanaerobacter. 
ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 
Streptosporangineae; 


ref|NR_028754.1] Saccharopolyspora 
3 889225 Saccharopolyspora flava 


Pseudonocardineae; Pseudonocardiaceae; 


ref|NR_028752.1| Orenia sivashensis 
7 Orenia sivashensis Bacteria; 


ref|NR_028675.1| Bacillus mucilaginosus 
63 Bacillus mucilaginosus Bacteria; 


ref|NR_028667.1] Staphylococcus 
1018386 1019933 
Bacillales; Staphylococcus. 

ref |NR_028637.1| Alicyclobacillus 


1062699 1064231 Alicyclobacillus 
; Alicyclobacillus. 
ref|NR_027608.1| Desulfotomaculum 
66 1160688 Desulfotomaculum acetoxidans 
caceae; Desulfotomaculum. 
ref|NR_027604.1] Nakamurella 
39 1162206 Nakamurella multipartita DSM 
; Frankineae; Nakamurellaceae; 


ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 
is. 
ref|NR_025991.1] Desulfonema 
1269526 1270965 Desulfonema 
obacterales; Desulfobacteraceae; 


ref|NR_025681.1 
10 Aeromicrobium 
ionibacterineae; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


ref|NR_026371.1| Kribbella koreensis 
72 Kribbella koreensis Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 


naerobacterales Family III. Incertae 

ref|NR_027521.1| Staphylococcus 

ial sequence 1317758 1319249 
Staphylococcus. 


228715346 


es; Staphy 


ref|NR_027519.1| Staphylococcus capitis 
uence 1319300 1320791 Staphylococcus 
hylococcus. 

ref|NR_027518.1| Staphylococcus 


1320842 1322334 Staphylococcus 
lococcus. 


655354 Bacteria_16S 1328805 1328841 27 63 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

655354 Bacteria_16S 1472723 1472787 1 62 gi| 224581402 |ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

655354 Bacteria_16S 1478925 1478961 27 63 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

655354 Bacteria_16S 1534681 1534745 1 62 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

655354 Bacteria_16S 1777909 1777945 27 63 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

655354 Bacteria_16S 1788350 1788414 1 62 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

655354 Bacteria_16S 1800574 1800610 27 63 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

655354 Bacteria_16S 1914722 1914758 27 63 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

655354 Bacteria_16S 1933161 1933205 27 71 gi|219878239|ref|NR_025378.1| Desulfomicrobium orale 
strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 

655354 Bacteria_16S 1934643 1934715 1 70 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
strain CHO0O1A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

655354 Bacteria_16S 1942196 1942232 27 63 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

655354 Bacteria_16S 1972453 1972513 28 88 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

655354 Bacteria_16S 1981805 1981865 28 88 gi|219878207|ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

655354 Bacteria_16S 2032009 2032045 27 63 gi|219878174|ref|NR_025313.1] Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

655354 Bacteria_16S 2047544 2047580 27 63 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

655354 Bacteria_16S 2140407 2140443 27 63 gi|219857641|ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

655354 Bacteria_16S 2166095 2166159 1 62 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

655354 Bacteria_16S 2225122 2225158 27 63 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

655354 Bacteria_16S 2226683 2226719 27 63 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

655354 Bacteria_16S 2261856 2261892 26 62 gi| 219857558 |ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

655354 Bacteria_16S 2310402 23104741 70 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

655354 Bacteria_16S 2316502 2316538 27 63 gi|219857518|ref|NR_025106.1|] Paenibacillus 


brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 


brasilensis Bacte 


ria; Firmicutes; Bacillales; 


Paenibacillaceae; 


P 


2316148 2317531 Paenibacillus 
aenibacillus. 


655354 Bacteria_16S 
chinjuensis strain WN9 16S ribosomal RNA, partial sequenc 
Paenibacillaceae; 


Bacteria; 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
655354 Bacteria_16S 
strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 25069 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectoth 
655354 Bacteria_16S 


alkaliphilum stra 
Bacteria; 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


655354 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


655354 Bacteria_16S 

43856 16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 
Saccharopolyspora. 
655354 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 


strain AAO8 16S r 


strain K97-0003 1 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


655354 Bacteria_16S 
JCM 9374 16S ribosomal RNA, partial sequence 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


655354 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


655354 Bacteria_16S 


S60-1 16S ribosom 
Alphaproteobacter 


strain JCM 3166 1 


Planobispora. 


655354 Bacteria_16S 


parontospora subs 


Firmicutes; 
655354 Bacteria_16S 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 


2431746 2431782 27 
Bacillales; 
2440881 2440945 1 


2505800 2505864 1 


2527038 2527074 27 


Clostridia; 
2573788 2573824 27 
ria; Proteobacteria; 


2659545 2659617 1 


2666880 2666944 1 


2708999 2709063 1 


2724065 2724137 1 


2750814 2750878 1 


eae; Microtetraspora. 
2752308 2752372 1 


eae; Planomonospora. 


2755365 2755409 27 


rmicutes; Clostridia; 


2809603 2809667 1 
al RNA, partial sequence 


2820135 2820199 1 


2821629 2821693 1 
p- 


Planomonospora parontospora subsp. 


Actinomycetales; 


655354 Bacteria_16S 
strain 71 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
655354 Bacteria_16S 
ATCC 51145 16S ribosomal RNA, partial 
Bacillales; 


vitulinus strain 
vitulinus Bacteri 


655354 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


pasteuri Bacteria 


655354 Bacteria_16S 
lugdunensis strain ATCC 4 
lugdunensis Bacteria; 
655354 Bacteria_16S 


strain ATCC 43959 
Bacteria; 


delphini Bacteria 


Firmicutes; 
655354 Bacteria_16S 
delphini strain ATCC 4917 


Streptosporangineae; 
2824649 2824713 1 
2907566 2907602 27 


Firmicutes; 
2909112 2909148 27 


a; 


; Firmicutes; Bacillales; 


2910656 2910692 27 


Firmicutes; 
2912198 2912234 27 


Bacillales; 
2913742 2913778 27 


; Firmicutes; Bacillales; 


655354 Bacteria_16S 
strain ATCC 35538 16S ribosomal RNA, partial sequence 
Staphylococcus. 


Bacteria; 


Firmicutes; 


2915285 2915321 27 


Bacillales; 


in S1 16S ribosomal RNA, partial sequenc 
Firmicutes; 
655354 Bacteria_16S 

n ALA-3 16S ribosomal RNA, partial seque 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
655354 Bacteria_16S 
6S ribosomal RNA, partial sequence 2723739 27 


in H47-7 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae 


a; Actinobacteria; Actinobacteridae; Act 


ToBE 16S ribosomal RNA, partial sequence 


ia; Rhodospirillales; Acetobacteraceae; 
655354 Bacteria_16S 
6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


antibiotica strain JCM 3094 16S ribos 


ales; Propionibacterineae; 

62 gi|219857212|ref|NR_024840.1 

partial sequence 2666599 2668066 Saccha 

ales; Pseudonocardineae; P 

62 gi|219857182|ref|NR_024810.1 

2708714 27101 

Acetobacteraceae; Asaia. 

70 gi|219857172|ref|NR_024800.1 

252 

Micromonos 

62 gi|219857152|ref|NR_024780.1 

2750506 275194 

; Actinomycetales; Strepto 

62 gi|219857151|ref|NR_024779.1 

2752000 275344 

inomycetales; Streptospo 

71 gi| 219857149 |ref|NR_024777.1 

2754990 2756495 Therma 

Thermoanaerobacterales; Thermoanaerobacter 

62 gi|219857110|ref|NR_024738.1 

2809318 2810728 Asaia siamensis Bacte 

Asaia. 

62 gi|219856910|ref|NR_024731.1 
70 Planobispora 

Streptosporangineae; Streptosp 

62 gi|219856909|ref|NR_024730.1 

omal RNA, partial sequen 


Streptosporangiaceae; 


3809 16S ribosomal RNA, partia 
Bacillales; 


16S ribosomal RNA, partial sequence 
Staphylococcus. 


1 16S ribosomal RNA, partial s 


63 219857436 


e 24314 


gi ref|NR_025024.1 


10 2432897 Paenib 


Paenibacillus 
acillus chinjuensis 


Paenibacillus. 
62 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
2440572 2442029 Thioalkalivibrio paradoxus 
ales; Ectothiorhodospiraceae; Thioalkalivibrio. 
62 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 


antibiotica Bacteria; Actinobacteria; 
Planomonospora. 

gi| 219856907 |ref|NR_024728.1 
2824364 28257 
Acetobacte 
219856851 
sequence 
cus. 
219856850 


62 


raceae; Asaia. 
ref |NR_024670.1 
2907194 290869 


63 gi 
Staphylococ 
63 gi ref|NR_024669.1 
2908741 291023 
Staphylococc 


63 gi 


us. 
219856849 
1 sequence 
Staphylococcus. 

63 gi| 219856848 
29118 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 
63 219856847 
equence 

us 


gi ref|NR_024666.1 
2913371 291486 


Staphylococc 


49 Alkalispirillum mobile Bacteria; 


iorhodospiraceae; Alkalispirillum. 
63 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
e 2526673 2528174 Desulfotomaculum alkaliphilum 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
63 gi|219857285|ref|NR_024916.1| Desulfovibrio 
nce 2573428 2574957 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
70 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
2659238 2660707 Kribbella sandramycini 


Nocardioidaceae; 
Saccharopolyspora 
ropolyspora taberi 


seudonocardiaceae; 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Longispora albida 


14 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
655354 Bacteria_16S 


poraceae; Longispora. 
Microtetraspora 

9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Asaia siamensis strain 
ria; Proteobacteria; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


63 gi|219856846|ref|NR_024665.1 


2914914 2916405 Staphy 


Staphylococcus caprae 
lococcus caprae 


655354 Bacteria_16S 
arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
arlettae Bacteria 
655354 Bacteria_16S 
multivorum strain 
multivorum Bacter 


Acidiphilium. 


655354 Bacteria_16S 
multiseptatus str 
multiseptatus Bac 
Geodermatophilace 
655354 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


655354 Bacteria_16S 
16S ribosomal RNA, partial sequence 3252379 32538 


strain DSM 43764 


2916827 2916863 27 63 gi 


; Firmicutes; Bacillales; 


2936346 2936410 1 62 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


Staphylococc 


a; 


3010709 3010773 1 62 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 


219856845 
equence 
us. 

219856832 
equence 


219846916 
equence 
e; Actinomycet 


Rhodosp 


ref|NR_024664.1 
2916456 291794 


Staphylococcus 
9 Staphylococcus 


ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


ref|NR_026508.1 
3010413 301189 
ales; Franki 


Modestobacter 
4 Modestobacter 
neae; 


3141963 3141999 27 63 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 
3252682 3252754 1 70 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 


26 Actinomadura kijaniata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

655354 Bacteria_16S 3254180 3254252 1 70 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

655354 Bacteria_16S 3366806 3366870 1 62 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

655354 Bacteria_16S 3368306 3368370 1 62 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

655354 Bacteria_16S 3369802 3369866 1 62 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

655354 Bacteria_16S 3371301 3371365 1 62 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 

655354 Bacteria_16S 3418196 3418260 1 62 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

655354 Bacteria_16S 3539061 3539105 27 71 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 


strain DSM 8721 1 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain DSM 3503 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
655354 Bacteria_16S 3728689 3728761 1 70 gi|219846415 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Acti 
Thermomonosporaceae; Actinomadura. 

655354 Bacteria_16S 3731602 3731674 1 70 gi| 219846413 


strain IFO 14679 


Actinomadura. 


655354 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


655354 Bacteria_16S 


strain IFO 14745 


helveticus strain 
Bacteria; Proteob 


655354 Bacteria_16S 


aggregatus strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Blastococcus. 


lales; Bacillaceae; Bacillus. 
3540633 3540677 27 71 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3574167 35742311 62 


gi 


gi 


Strept 
3740371 3740435 1 62 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3747687 3747751 1 62 


gi 
Stre 
3807995 3808067 1 70 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 


pt 


en 
ob 


6S ribosomal RNA, partial sequence 3538695 35402 


219846549 
complete sequence 3540266 35417 


219846526 
6S ribosomal RNA, partial sequence 3573863 35753 


16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846407 


219846402 
16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 


655354 Bacteria_16S 219846357 


osporang 


37400 
Stre 


es; 


osporang 


ce 38076 
acterale 


15 Bacillus agaradhaerens Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026006.1 

3728410 372981 
nomycetales; Str 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Actinomadura 
8 Actinomadura 
eptosporangineae; 


ref |NR_026004.1 
31 Actinomadura 
ineae; Thermomo 


Actinomadura coerulea 
coerulea Bacteria; 
nosporaceae; 


ref |NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


ref|NR_025993.1| Nonomuraea africana 

20 Nonomuraea africana Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025948.1] Campylobacter 

88 3809126 Campylobacter helveticus 

s; Campylobacteraceae; Campylobacter. 


3839956 3840020 1 62 gi 
B15 16S ribosomal RNA, partial sequence 


219846335 


38396 
Fran 


ref|NR_025925.1] Blastococcus 
32 3841072 Blastococcus aggregatus 
kineae; Geodermatophilaceae; 


655354 Bacteria_ 
strain AW 25 16S 
Firmicutes; 
655354 Bacteria_ 
strain 2917B 16S 


Bacil 


16S 3844579 3844615 27 63 
ribosomal RNA, partial sequence 


gi 
38 


lales; Staphylococcus. 
16S 3871807 3871843 27 63 gi 
ribosomal RNA, partial sequence 38 


219846332 
44228 38456 


219846314 
71442 38729 


ref 


ref 


NR_025922.1 


NR_025904.1 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

655354 Bacteria_16S 3873394 3873430 27 63 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

655354 Bacteria_16S 3885772 3885854 1 81 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

655354 Bacteria_16S 3943272 3943336 1 62 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 
655354 Bacteria_16S 3946192 3946256 1 62 gi|219846261|ref|NR_025851.1] Acidiphilium cryptum 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium cryptum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

655354 Bacteria_16S 4076448 4076484 27 63 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

655354 Bacteria_16S 4100546 4100610 1 62 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

655354 Bacteria_16S 4105138 4105174 27 63 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

655354 Bacteria_16S 4109623 4109695 1 70 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
655354 Bacteria_16S 4111190 4111262 1 70 gi| 219846144 |ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
655354 Bacteria_16S 4205908 4205972 1 62 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

655354 Bacteria_16S 18394 18467 L vp gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

655354 Bacteria_16S 42623 42658 a7 62 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

655354 Bacteria_16S 51838 51903 1 63 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

655354 Bacteria_16S 84909 84944 27 62 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

655354 Bacteria_16S 150445 150480 28 63 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

655354 Bacteria_16S 182475 182510 28 63 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

655354 Bacteria_16S 217958 218021 26 89 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

655354 Bacteria_16S 322662 322697 27 62 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

655354 Bacteria_16S 473928 473993 1 63 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

655354 Bacteria_16S 585187 585251 1 63 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 


strain V2-BIII-A2 
Firmicutes; 


Bacillales; 


16S ribosomal RNA, 
Bacillaceae; 


partial sequence 
Bacillus. 


584888 586308 Bacillus barbaricus Bacteria; 


655354 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


655354 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


655354 Bacteria_16S 


moraviensis strai 


Bacteria; Firmicu 


655354 Bacteria_16S 


strain VKM Ac-180 


683641 683676 28 63 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
ibosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

830675 830740 1 63 gi|265678492|ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

832232 832297 1 63 gi| 265678491 |ref|NR_028794.1| Enterococcus 
n 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 

886606 886641 28 63 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
4 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 
949862 949956 1 92 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 


655354 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


pseudoavium strai 
pseudoavium Bacte 


655354 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


655354 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


CMS 76r 16S ribos 
Actinobacteridae; 


962227 962292 1 


Firmicutes; 
1020329 1020394 1 
bosomal RNA, 
bacillales; 
1136820 1136855 28 
mal RNA, 


ria; 


1138371 1138406 28 


655354 Bacteria_16S 


Bacteria; Firmicu 


655354 Bacteria_16S 


Family III. 


655354 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


655354 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


655354 Bacteria_16S 


papyrosolvens DSM 


2782 Bacteria; Fi 


655354 Bacteria_16S 


strain LMG 21727 


Firmicutes; Lacto 


655354 Bacteria_16S 


strain LMG 21880 


Firmicutes; Bacil 


655354 Bacteria_16S 


strain SNG49 16S 


complete sequence 
Actinomycetales; Micrococcineae; Micr 
655354 Bacteria_16S 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
655354 Bacteria_16S 


63 


63 


complete sequence 
Streptococcaceae; 


63 


63 


949535 95104 
mamonadace 


gi| 265678403 


n 47-16 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Ente 


gi| 265678364 


1019984 10214 


occus. 
253680765 


Streptoc 
gi 


1136447 1137959 Leifs 
obacteriac 


gi| 253680764 


omal RNA, complete sequence 1138010 1139535 Leifs 


rococcacea 


ae; 
ref 


e; E 
ref 


ref 
onia 
eae; 
ref 
onia 


961894 963406 


95 Streptococcus 


Acidovorax. 
NR_028705.1 


nterococcus. 
NR_028666.1 


NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 


9 Acidovorax delafieldii Bacteria; 


Enterococcus 
Enterococcus 


Streptococcus gordonii 
gordonii Bacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

1176283 1176318 28 63 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 

tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1324318 1324380 27 89 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 

Incertae Sedis; Caldicellulosiruptor. 
1404352 1404435 1 81 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

1407315 1407380 1 63 gi| 219846657 |ref|NR_026249.1| Sphingobium 
strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

1576921 1576964 28 71 gi|219846510|ref|NR_026102.1]| Clostridium 

2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
rmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1587613 1587678 1 63 gi|219878486|ref|NR_025625.1| Enterococcus italicus 
16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

1630209 1630274 1 63 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
lales; Bacillaceae; Bacillus. 

1639312 1639347 27 62 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

1740081 1740116 27 62 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 


655354 Bacteria_16S 


strain DSM 44494 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


decolorationis st 
decolorationis Ba 


strain P 297/02 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
655354 Bacteria_16S 


strain P 229/10 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
655354 Bacteria_16S 


cteria; 
655354 Bacteria_16S 


16S ribosomal RNA, partial sequence 1739732 17412 


1768873 1768942 1 


1802111 1802176 1 


Firmicutes; 
1819059 1819094 28 


67 


bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
655354 Bacteria_16S 
rain LMG 19507 16S ribosomal RNA, part 
Bacillales; 


63 


63 


Strept 
gi| 219878358 
1768558 17700 

tiliaceae; 

219878334 

ial sequen 

aceae; Bac 

219878323 


gi 


Bacill 
gi 


6S ribosomal RNA, partial sequence 1818718 18201 


1822116 1822151 28 


63 


ococcineae 


gi| 219878321 


6S ribosomal RNA, partial sequence 1821775 18232 


1876850 1876885 27 


62 


ococcineae 
219878283 


gi 


halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Nocardiopsis. 


osporang 


inea 
ref 


Nau 
ref 


illu 
ref 


> Mi 
ref 
> Mi 
ref 


36 Nocardiopsis 


ce 1801788 18032 


91 Plantibacter 


e; Nocardiop 
NR_025497.1 


tilia. 
NR_025473.1 
9 
s. 
NR_025462.1 


crobacteriac 
NR_025460.1 


crobacteriac 
NR_025422.1 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Bacillus 
0 Bacillus 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 


Nocardiopsis 


1876505 1878009 Nocardiopsis 


Strepto 


sporangineae; 


655354 Bacteria_16S 


strain m2661/98/1 
Firmicutes; 


xinjiangensis Bac 
Nocardiopsaceae; 


655354 Bacteria_16S 
kunsanensis strai 
kunsanensis Bacte 


Nocardiopsaceae; 


655354 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
655354 Bacteria_16S 


strain VKM Ac-942 


Bacteria; Actinob 


Nocardiopsis. 


655354 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 
train DSM 3953 16S ribosomal RNA, part 
Clost 


acidaminophilum s 


acidaminophilum B 
655354 Bacteria_16S 


strain ATCC 43186 
Firmicutes; 


strain ATCC 51266 
Firmicutes; Lacto 


655354 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


655354 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


655354 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


655354 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


655354 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


655354 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


655354 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


655354 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


655354 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


655354 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


655354 Bacteria_16S 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


655354 Bacteria_16S 


Lacto 
655354 Bacteria_16S 
thermolithotrophu: 
thermolithotrophu: 
655354 Bacteria_16S 
xinjiangensis str 


Lacto 
655354 Bacteria_16S 


1960497 1960562 1 63 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 

2087367 2087436 1 


67 gi 


2333130 2333165 27 62 gi 
ain YIM 90004 16S ribosomal RNA, parti 


Nocardiopsis. 


2401254 2401289 27 62 gi 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

2463588 2463623 28 63 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
2510415 2510450 27 62 gi 
16S ribosomal RNA, partial sequence 


2511922 2511957 27 
7 16S ribosomal 


62 gi 
RNA, partial sequence 
2564571 2564606 28 


63 gi 


acteria; Firmicutes; Clostridia; 
2589132 2589197 1 63 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2592285 2592350 1 63 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2784020 2784055 28 63 gi 
in VKM Ac-2059 16S ribosomal RNA, part 


; Okibacterium. 


2794550 2794585 28 63 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2873981 2874046 1 63 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2983452 2983495 27 70 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3001791 3001834 28 71 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3024359 3024424 1 63 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3038067 3038132 1 63 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3069835 3069900 1 63 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3114954 3114996 28 70 gi 
DMMZ 1710 16S ribosomal RNA, partial s 


3211881 3211924 28 71 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


3255701 3255736 27 62 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3258726 3258761 27 


62 gi 


Vagococcu 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 


teria; Actinobacteria; Actinobacterida 


n HA-9T 16S ribosomal RNA, partial seq 


Clostrid 


acteria; Actinobacteridae; Actinomycet 


Stre 


eria; Actinobacteria; Actinobacteridae; 


2983106 29845 


3037737 30392 


a; Actinobacteria; Actinobacteridae; Act 


219878221 
19601 
Ss. 
219878131 
1 sequence 
sulfurobac 
219857507 
al sequenc 
e; 


219857459 
uence 
Actinomyc 


219857407 
sequence 
iales; Clo 
219857370 
25100 
ales; Stre 
219857369 
25115 
ptosporang 
219857291 
ial sequen 
ridiales; 
219857275 
25888 
cus. 
219857273 
25919 
cus. 
219857127 
ial sequen 
; Actinomy 
219857120 
sequence 
idiales; C 
219856875 
sequence 
bacillus. 
219846934 


219846922 
nce 30014 
vi 
219846907 
quence 

ococcaceae 
219846897 


s. 
219846875 
30695 
s. 
219846845 
equence 
inomycet 


219846780 
al sequenc 
teria; Cam 


219846750 
sequence 
Actinomyc 


Actinomycet 


bacillus. 


ref |NR_025360.1 
67 1961603 Vagoco 


ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025095.1 
e 2332775 233429 
ales; Strept 


ref|NR_025047.1 
2400924 240237 
etales; Streptos 


ref|NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 


ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024906.1 
00 2590328 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref |NR_024748.1 
2794179 279557 
lostridiaceae; A 
ref |NR_024694.1 

2873633 287517 


ref |NR_026526.1 


ref |NR_026514.1 
33 3002946 Brevib 


ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026489.1 


ref |NR_026467.1 
11 3070973 Vagoco 


ref |NR_026437.1 

3114620 311608 
ales; Micrococci 
ref |NR_026372.1 
e 3211554 321297 
pylobacterales; 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


219846748 


Vagococcus fessus 
ccus fessus Bacteria; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Clostridium 
2 Clostridium 
stridium. 

Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Eubacterium 
8 Eubacterium 
Eubacterium. 

Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Okibacterium 
8 Okibacterium 
ccineae; 


Alkaliphilus 
1 Alkaliphilus 
lkaliphilus. 
Pullulanibacillus 
2 Pullulanibacillus 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Brevibacillus 
acillus thermoruber 


Enterococcus 
9 Enterococcus 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


ref|NR_026340.1 


Nocardiopsis alba 


strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


655354 Bacteria_16S 


dassonvillei subs 


3260236 3260271 27 
p- 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


ruminis strain DS 
Bacteria; 


lacticum strain D 


Microbacterium. 


655354 Bacteria_16S 
ain DSM 1351 16S ribosomal RNA, partial 
Clostridia; 


cellobioparum str 
cellobioparum Bac 


655354 Bacteria_16S 
n IFO 14789 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


655354 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 


655354 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


strain CS1 16S ri 
Proteobacteria; E 


strain Karp 16S r 


Firmicutes; 
655354 Bacteria_16S 

SM 20427 16S ribosomal RNA, partial sequence 
lacticum Bacteria; 


3444717 3444752 27 


Clostridia; 
3511579 3511614 28 


3594060 3594103 28 


teria; Firmicutes; 
3642538 3642581 28 


; Kitasatospora. 
3647046 3647089 28 


3724350 3724393 27 


Actinomadura. 
3794401 3794471 1 


ae; 


3826475 3826518 28 


3934578 3934613 28 


62 


219846747 


ref 


albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 


NR_026339.1 


Nocardiopsis 
3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; Nocardiopsaceae; 
655354 Bacteria_16S 


62 


63 


71 


vel 


71 


S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
655354 Bacteria_16S 
rain A-184 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


70 


68 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
655354 Bacteria_16S 


71 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
655354 Bacteria_16S 


63 


ibosomal RNA, partial sequence 


Clostridiales; 


3646715 36481 


219846613 


219846568 


219846512 
sequence 


219846477 


219846473 


219846418 
sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


655354 Bacteria_16S 


strain YIM 90010 


4061295 4061330 27 


62 


16S ribosomal RNA, partial sequence 4060988 40624 


Actinobacteria; Actinobacteridae; Actinomycetales; 


655354 Bacteria_16S 
train JC2052 16S ribosomal RNA, partial 
Sphingobacteria; 


ornithinivorans s 
ornithinivorans B 
Algoriphagus. 


655354 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


strain 1843-02 16 
Firmicutes; Lacto 


655354 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; 


umidischolae stra 


Nocardiopsaceae; 


655354 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


655354 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


Arthrobacter. 


655354 Bacteria_16S 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Kineococcus. 


Kineosporiaceae; 


4096141 4096210 1 
acteria; Bacteroidetes; 


4106659 4106725 1 


4171046 41711111 


bacillales; 
4207436 4207471 27 


Bacteria; Firmicutes; 


Carboxydocella. 
655354 Bacteria_16S 


4216642 4216677 27 


103306 103348 28 


109314 109356 28 
RNA, partial sequence 


133901 133943 28 


147367 147409 28 


655354 Bacteria_16S 


158210 158252 28 


67 


64 


ibosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; 
655354 Bacteria_16S 


63 


S ribosomal RNA, partial sequence 
Enterococcaceae; 


62 


strain 41 16S ribosomal RNA, partial 


Clostridia; 


62 


in 66/93 16S ribosomal RNA, partial sequence 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


70 


21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


70 


108968 110448 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae; 
655354 Bacteria_16S 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


70 


70 


70 


4106362 41078 


4170715 41722 
Vagococcus. 


Clostridiales; 


219846155 
sequence 


219846148 


219846099 


219846070 
sequence 


219846063 


265678994 


265678989 


265678973 


265678964 


265678957 


arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 


Nocardiopsis. 
ref 
M 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succi 
Clostridiales; Veillonellaceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 


we 


ref 
55 Helicobacter salomonis Bacteria; 
Helicobacteraceae; Helicobacter. 
ref 
3724040 372545 
Actinomycetales; 


36 Nocardiopsis 
Streptosporanginea 
ref = 
4095844 409726 
Sphingobact 


ref 
18 Acholeplasma 
Achol 
ref 
27 Vagococcus carniphilus Bacteria; 


ref 
4207086 420854 


cl 


ref 
4216320 421777 
Actinomyceta 


ref 
102976 104435 Tsukamurella pulmonis 
Coryneba 


ref 
iav 


Ko 


ref 
133546 135015 Arthro 
Micrococ 


ref 
147044 148460 
Actinomycetal 


593717 359520 
Clostridiaceae; 
ref 
3642181 364366 
Actinomycetal 


NR_026205.1 


NR_026160.1 


NR_026104.1 


NR_026069.1 


es; 


NR_026065.1 


NR_026009.1 


eC; 
NR_025745.1 


eriales; Cyc 
NR_025738.1 
eplasma. 
NR_025689.1 
NR_025660.1 
ostridiales 
NR_025653.1 
les; Strepto 
NR_029302.1 
cterineae; T 
NR_029297.1 
arians Bacte 
curia. 
NR_029281.1 
cineae; Micr 


NR_029272.1 


es; Kineospo 


ref 


Succiniclasticum 


niclasticum ruminis 
Succiniclasticum. 

ref ea 
3511236 3512709 Microbacterium 
Micrococcineae; Microbacteriaceae; 


Microbacterium 


Clostridium 
3 Clostridium 


Clostridium. 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Helicobacter salomonis 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


219846367 |ref|NR_025958.1| Polaromonas vacuolata 
3794096 3795549 Polaromonas vacuolata Bacteria; 
Polaromonas. 
219846345|ref|NR_025935.1| Helicobacter felis 
3826129 3827602 Helicobacter felis Bacteria; 
Helicobacteraceae; Helicobacter. 
219846270|ref|NR_025860.1| Orientia tsutsugamushi 
3934247 3935705 Orientia tsutsugamushi Bacteria; 
Rickettsieae; Orientia. 
219846178|ref|NR_025768.1| Nocardiopsis salina 


salina Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Acholeplasma pleciae 


pleciae Bacteria; 


Vagococcus carniphilus 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Tsukamurella pulmonis 
sukamurellaceae; 


Kocuria varians strain 
ria; Actinobacteria; 


Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Kineococcus 
Kineococcus 
riineae; 


NR_029265.1 


Microbacterium 


157869 159336 Microbacterium 


arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


655354 Bacteria_16S 
aurantiaca strain 


Bacteria; 


191719 191753 28 62 gi 


199318 199383 1 63 gi 


265678935 


265678930 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 


acetylenicus Bacteria; 


Pelobacter. 


655354 Bacteria_16S 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 
argentinense Bacteria; 
655354 Bacteria_16S 


Proteobacteria; 
207135 207201 1 64 gi 


Firmicutes; Clostridia; 
245527 245569 28 70 gi 


Deltaproteobacteria; 


Clostridiales; 


265678924 


265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 


655354 Bacteria_16S 
castelarensis strain BJ-608 16S ribosomal RNA, partial 


367981 368023 28 70 gi 


Methylococcaceae; 


ref|NR_029243.1] Methylomonas 


JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Proteobacteria; Gammaproteobacteria; Methylococcales; 
655354 Bacteria_16S 


Methylomonas. 
Pelobacter 
Pelobacter 


ref|NR_029238.1 
198985 200521 


Desulfuromonadales; Pelobacteraceae; 


Clostridium 
Clostridium 


ref|NR_029232.1 


Clostridiaceae; Clostridium. 


ref|NR_029206.1] Rhodococcus 
245166 246646 Rhodococcus 


Actinomycetales; Corynebacterineae; Nocardiaceae; 
265678809|ref|NR_029114.1| Streptomyces 
sequence 367645 369119 Streptomyces 


castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 


Streptomyces. 


655354 Bacteria_16S 373957 373999 28 70 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

655354 Bacteria_16S 377060 377094 28 62 gi|265678803|ref|NR_029108.1] Agromyces ulmi strain 


XILO1 16S ribosomal RNA, 
Actinobacteridae; 
655354 Bacteria_16S 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; 
Promicromonosporaceae; Myceligenerans. 

655354 Bacteria_16S 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 


Bacteria; 


complete sequence 


389258 389300 28 70 gi 


390809 390874 1 63 gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
655354 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Nocardia. 
655354 Bacteria_16S 

strain XILO8 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Xylanibacterium. 
655354 Bacteria_16S 
ferralitis strain 


398463 398505 28 70 gi 


406238 406280 28 70 gi 
complete sequence 


ribosomal RNA, 


409294 409336 28 70 gi 


Streptomyces. 
435699 435741 28 70 gi 


Kitasatospora. 
449519 449561 28 70 gi 


Saccharothrix. 
493949 493991 28 70 


gi 


376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Microbacteriaceae; 


ulmi Bacteria; Actinobacteria; 
Agromyces. 


265678795 |ref|NR_029100.1| Myceligenerans 
sequence 388894 390431 Myceligenerans 
Actinomycetales; Micrococcineae; 
265678794|ref|NR_029099.1| Chitinimonas 


265678789 


strain SBHR OA6 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678784 


405881 40739 
ococcineae; 


265678782 


SFOp68 16S ribosomal RNA, partial sequence 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
655354 Bacteria_16S 
putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
655354 Bacteria_16S 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinosynnemataceae; 
655354 Bacteria_16S 


Actinomycetales; 


265678764 


sequence 


265678755 


265678722 


kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 


kerguelensis Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
655354 Bacteria_16S 


495454 495496 28 70 gi 


265678721 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 


gangotriensis Bac 
Micrococcaceae; Arthrobacter. 
655354 Bacteria_16S 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequenc 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
655354 Bacteria_16S 
strain B22P3 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 


553465 553507 28 70 gi 


Streptomyces. 
598601 598643 28 70 gi 
ribosomal RNA, partial sequence 


600131 600173 28 70 gi 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678683 


265678653 


598291 59976 
Streptomycineae; Streptomycetaceae; 


265678652 


cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 


cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


Actinomycetales; 


Actinomycetales; 


390482 392023 Chitinimonas taiwanensis 
Burkholderiaceae; 


Chitinimonas. 
NR_029094.1| Nocardia 

398145 399618 Nocardia 
Corynebacterineae; 


ref 


ref|NR_029089.1| Xylanibacterium ulmi 
3 Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


ref |NR_029087.1| Streptomyces 
408966 410455 Streptomyces 
Streptomycineae; 


ref|NR_029069.1| Kitasatospora 
435340 436871 Kitasatospora 
Streptomycineae; 


Saccharothrix 
Saccharothrix 
Pseudonocardineae; 


ref|NR_029060.1 


ref|NR_029027.1] Arthrobacter 
493586 495067 Arthrobacter 
Micrococcineae; Micrococcaceae; 


ref|NR_029026.1] Arthrobacter 
495118 496571 Arthrobacter 
Micrococcineae; 


ref|NR_028988.1| Streptomyces 
e 553128 554608 Streptomyces 
Streptomycineae; 


ref |NR_028958.1 
1 Streptomyces 


Streptomyces javensis 
javensis Bacteria; 
Streptomyces. 
ref|NR_028957.1| Streptomyces 

599812 601293 Streptomyces 
Streptomycineae; 


GCCGGCGCAGCCGTCTAAGGTGGGGAAGGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNTTAGCGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGCGAATGAAAGCTTGCT 
TTTATAAGCTTAGTGGCAAACGGGTGAGTAACACGTAGGCAACCTGCCGACAGGATGGGGACAACATTCCGAAAGGAATGCTAATACCGAATGAAGCGCAGGAGA 
GGCATCTCTCCTGCGTGAAAGATGGCCTCTATATATAAGCTATCACCTGTCGATGGGCCTGCGTCTGATTAGCTGGTAGGTGAGGTAACGGCTCACCTAGGCGAC 
GATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGC 
CTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGATGGGGACGAACGTGCCTAATGCGAATAGTATTAGGTAATGACGGTACC 
CATCGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATCATTGGGCGTAAAGGGAGCGCAGGCGGGCATGT 
AAGTCTTTCTTAAAAGTGCGGGGCTCAACCCCGTGATGGGAAAGAAACTATGTGTCTTGAGTACAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCG 
TAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTC 
CTGGCCGTAAACGATGGATACTAGGTGTGGGAGGTATCGACCCCTACCGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATTGACTGAAAGAGCTAGA 
GATAGCTCCCTCTCTTCGGAGACAGGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTT 
CTTTGTTGCCAGCATGTAAAGATGGGCACTCAAAGGAGACTGCCGCGGAGAACGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGGTCTGGGC 
TACACACGTACTACAATGGGACGGACAGAGGGCAGCGAGAGAGTGATCTTAAGCGAATCTCAAAAACCGTTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGC 
ATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGGAAGTCATTCACACCCGA 
AGCCGGCTAGGCCGTCTAAGGTGGGGAAGGTGACTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGTTTGATCCTGGCT 
CAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTCTACCGAGTGCTTGCACTCAATTGAAAAGAGGAGTGGCGGACGGGTGAGTAAC 
ACGTGGGTAACCTACCCATCAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATAGTCGACACCGCATGGTGTTGATTTGAAAGACGCTTTCGGGT 
GTCACTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCATGATGCATAGCCGACCTGAGAGGGTGTCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATC 
GTAAAACTCTGTTGTTAGAGAAGAACAAAGTAGGAGAGTAACTGCTCTTACCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCTGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCA 
TTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTATGATATATTGGAAGGAACACCAGTGGCGAAGGCGACTC 
TCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTT 
TCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTACATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTCGCTA 
GGCCGCGAGGTCATGCAAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTTGTAACACCCGAAGTCGGTGAGGTAACCCTTGTGGAGCCAGCCGCCTAAG 
GTGGGATAGATGATTGGGACGAAGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCGG 
CGTGCCTAATACATGCAAGTCGAACGCTTCTTTTCTACCGAGTGCTTGCACTCATTTGAAAAGAGGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTACCCA 
TCAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATAGTCGACACCGCATGGTGTTGATTTGAAAGACGCTTTCGGGTGTCACTGATGGATGGACC 
CGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCATGATGCATAGCCGACCTGAGAGGGTGTCGGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAG 
AGAAGAACAAGTAGGAGAGTAACTGCTCTTACCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCG 
TTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGA 
GTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAG 
GCTCGAAAGCGTGGGGAGCAAACAGGATTAGATMCCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTA 
ACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGKAGGAA 
AGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTCGCTAGGCCGCGAGGTCATGCAAATCTC 
TTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCSSCCGTCACACCACGAAAGTTTGTAACACCCGAAGTCGGTGAGGTAACCCTTGTGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGACGAA 
GTCGTAACACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCTTAA 
CACATGCAAGTCGAACGAAGGCTTCGGCCTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCTTCAGGTACGGAATAACTAGGGGAAACTCGAGCTAATA 
CCGTATGATATCGAGAGATCAAAGATTTATCGCCTGAAGATGAGCCCGCGTTGGATTAGCTAGTTGGTAAGGTAAGAGCTTACCAAGGCGACGATCCATAGCTGG 
TCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAAT 
GCCGCGTGAGTGAAGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGTTTAATAAGTCAGGGGTGAAAGCCCAGAGCTCAACTCTGGAACTG 
CCTTTGAGACTGTTAGACTAGAACATAGAAGAGGTAAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTTA 
CTGGTCTATAGTTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGTACAT 
GGTATCTGGGTGGCGGAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGACGGGGGCCTGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATCCTGATCGCGGAAAGTGGAGACACATTCTTTCAGTTCGGCTGGATCAGAGACAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCACCTCTAGTTGCCATCATTAAGTTGGGCACTTTAGAGG 
AACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGAGGGCCGCA 
AGCCTGCAAAGGTTAGCTAATCTCAAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGC 
CGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCAC 
GGTGGGTTTAGCGACTGGGGTGAAGTCGTAACAAGGTAACCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCC 
TGGCTCAGAACGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGAAGGCTTCGGCCTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCTTCAGG 
TACGGAATAACTAGGGGAAACTCGAGCTAATACCGTATGACATCGAGAGATCAAAGATTTATCGCCTGAAGATGAGCCCGCGTTGGATTAGCTAGTTGGTAGGGT 
AAAAGCTTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAA 
TAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGTTTAATAAGTCAG 
GGGTGAAAGCCCAGAGCTCAACTCTGGAACTGCCTTTGAGACTGTTAGACTAGAACATAGAAGAGGTAAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATA 
TTCGGAAGAACACCAGTGGCGAAGGCGACTTACTGGTCTATAGTTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGATAACTAGCTGTCCGGGTACATGGTATCTGGGTGGCGGAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAG 
AAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATCCTGATCGCGGAAAGTGGAGACAC 
ATTCTTTCAGTTCGGCTGGATCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCACCTCT 
AGTTGCCATCATTAAGTTGGGCACTTTAGAGGAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACAC 
ACGTGCTACAATGGCGGTGACAGAGGGCCGCAAGCCTGCAAAGGTTAGCTAATCTCAAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAG 
GCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCGAAGGCGC 


655354 Bacteria_16S 


strain Muenster 2 


Bacteria; Actinob 
655354 Bacteria_16S 


strain HKI 0120 1 


655354 Bacteria_16S 


strain HKI 0119 1 


655354 Bacteria_16S 
melanosporofacien 
melanosporofacien 
Streptomycetaceae 
655354 Bacteria_16S 


indolicum strain 
Bacteria; 
Planctomycetes; 


lusitanum strain 
Bacteria; 


Proteob 
655354 Bacteria_16S 
strain IS1B 16S r 
P 
655354 Bacteria_16S 


Proteob 
655354 Bacteria_16S 


630713 630755 28 70 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

635276 635318 28 70 gi|265678627|ref|NR_028932.1| Knoellia subterranea 
6S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

636807 636849 28 70 gi|265678626|ref|NR_028931.1| Knoellia sinensis 

6S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

656454 656496 28 70 gi|265678612|ref|NR_028917.1| Streptomyces 
s strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
s Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

685118 685183 1 63 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 

692864 692933 1 67 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
ibosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 

738280 738345 1 63 gi| 265678555 |ref|NR_028859.1| Herbaspirillum 
P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

755621 755663 28 70 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
ibosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 


VKM Ac-1800 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
655354 Bacteria_16S 781721 781763 28 70 gi|265678524|ref|NR_028828.1 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Promicromonosporaceae; Xylanimonas. 

655354 Bacteria_16S 786288 786330 28 70 gi|265678521|ref|NR_028825.1 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 851766 851808 28 70 gi| 265678478 |ref|NR_028781.1 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineos 
Kineosporiaceae; Kineococcus. 

655354 Bacteria_16S 859422 859487 1 63 gi|265678472|ref|NR_028775.1 


strain Kl 16S rib 
Proteobacteria; D 


655354 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


655354 Bacteria_16S 


strain AS4.0578 1 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


655354 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


655354 Bacteria_16S 


pretiosum subsp. 


osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
862496 862561 1 63 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
877478 877520 28 70 gi 


’ 


el 


880485 880527 28 70 gi 
37 16S ribosomal RNA, partial sequence 


859076 86059 


265678470 
862181 86365 


265678460 
6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
655354 Bacteria_16S 


donocardin 
265678458 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; A 
912688 912730 28 70 gi| 265678436 |ref|NR_028738.1 
train NRRL B-3298 16S ribosomal RNA, partial sequence 912332 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
ae; Lechevalieria. 
914246 914288 28 70 gi|265678435|ref|NR_028737.1 
pretiosum strain C-15003 16S ribosomal RNA, partial sequence 


Geobacterace 


ref 


ae; Geobacte 
NR_028773.1 


Bulleidia. 
NR_028763.1 


otrichaceae; 


ref 


eae; Actinosynne 
ref |NR_028760.1 


880129 881579 Lentze 


eae; Agromyces. 
Xylanimonas 
Xylanimonas 
ococcineae; 


Streptomyces 
Streptomyces 
omycineae; 


Kineococcus 
Kineococcus 


poriineae; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


Ke 
Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


655354 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


655354 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


655354 Bacteria_16S 


strain IFM 10035 


Pseudonocardineae; Actinosynnemataceae; 


925143 925208 1 63 gi 
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655354 Bacteria_16S 1041723 1041765 28 70 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

655354 Bacteria_16S 1043283 1043325 28 70 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

655354 Bacteria_16S 1044839 1044881 28 70 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

655354 Bacteria_16S 1052415 1052457 28 70 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

655354 Bacteria_16S 1074960 1075002 28 70 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

655354 Bacteria_16S 1085346 1085388 28 70 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
655354 Bacteria_16S 1101947 1101989 28 70 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

655354 Bacteria_16S 1179229 1179294 1 63 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

655354 Bacteria_16S 1217031 1217073 28 70 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

655354 Bacteria_16S 1218466 1218500 28 62 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

655354 Bacteria_16S 1221501 1221543 28 70 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

655354 Bacteria_16S 1233682 1233724 28 70 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

655354 Bacteria_16S 1266759 1266824 1 63 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

655354 Bacteria_16S 1271323 1271388 1 63 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

655354 Bacteria_16S 1401452 1401494 28 70 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

655354 Bacteria_16S 1421011 1421053 28 70 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

655354 Bacteria_16S 1425651 1425693 28 70 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 1427216 1427258 28 70 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 1460659 1460701 28 70 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

655354 Bacteria_16S 1485004 1485094 1 88 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 
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655354 Bacteria_16S 1705049 1705113 1 62 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

655354 Bacteria_16S 1759945 1759987 28 70 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

655354 Bacteria_16S 1761466 1761508 28 70 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

655354 Bacteria_16S 1771844 1771886 28 70 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
655354 Bacteria_16S 1773342 1773384 28 70 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 1799071 1799113 28 70 gi| 219878336 |ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

655354 Bacteria_16S 1834244 1834286 28 70 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 

655354 Bacteria_16S 1889283 1889373 1 88 gi|219878272|ref|NR_025411.1| Mesorhizobium 
chacoense strain PR5 16S ribosomal RNA, partial sequence 1888988 1890453 Mesorhizobium chacoense 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

655354 Bacteria_16S 1910210 1910252 28 70 gi| 219878256 |ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

655354 Bacteria_16S 1948415 1948457 28 70 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

655354 Bacteria_16S 1957422 1957464 28 70 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

655354 Bacteria_16S 1975550 19756151 63 gi|219878211|ref|NR_025350.1| Desulfobacula 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 
655354 Bacteria_16S 1978670 1978735 1 63 gi| 219878209 |ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
655354 Bacteria_16S 2053791 2053833 28 70 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 2065856 2065898 28 70 gi| 219878146 |ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
655354 Bacteria_16S 2110173 2110215 28 70 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
655354 Bacteria_16S 2167639 2167681 28 70 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
655354 Bacteria_16S 2223550 22236141 62 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

655354 Bacteria_16S 2246402 2246444 28 70 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 2247979 2248021 28 70 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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655354 Bacteria_16S 2516454 2516496 28 70 gi 
chlorophenolicus strain A-6 16S ribosomal RNA, partial 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; 
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gi 


2496307 24977 
Corynebacterineae; 


gi 


VPCX2 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


219857489 


219857471 


219857429 


219857419 


16S ribosomal RNA, partial sequence 2449732 24511 
Bacillales; Thermoactinomycetaceae; Laceyella. 


219857388 


219857385 


219857368 


219857366 
sequence 


219857365 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
655354 Bacteria_16S 2552210 2552252 28 
albus strain JL 83 16S ribosomal RNA, 


Streptacidiphilus. 


655354 Bacteria_16S 2553771 2553813 28 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
655354 Bacteria_16S 
strain DSM 44262 


2612268 2612310 28 


655354 Bacteria_16S 2623031 26231211 
strain ACCC 19665 
Bacteria; 


655354 Bacteria_16S 2632177 2632219 28 


strain ACAM 81 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 
655354 Bacteria_16S 2719507 2719549 28 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
655354 Bacteria_16S 2746480 2746522 28 


baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
2759893 2759935 28 


Nocardiaceae; 
655354 Bacteria_16S 


70 


70 


complete sequence 25534 


70 


88 


70 


70 


70 


70 


gi 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


gi 


2631843 26332 


gi 


gi 


gi 


219857342 


219857341 


219857257 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219857249 


219857237 


219857175 


219857156 


219857146 


Actinomycetales; 


Actinomycetales; 


2513094 2514560 Xylani: 
Micrococcineae; 


Actinomycetales; 


Actinomycetales; 


2551853 2553362 Strept 


Streptomycineae; 


Streptomycineae; 


2622731 2624203 Mesorh 
Phyllobacteriaceae; 


sequence 2719156 272065 
Actinomycetales; 


Actinomycetales; 


ref|NR_025086.1 
2343294 234473 


ref |NR_025084.1 
2346319 234777 


ref|NR_025083.1 
2347826 234928 


ref|NR_025077.1 


ref|NR_025059.1 


ref|NR_025017.1 


ref|NR_025007.1 


ref |NR_024976.1 


ref |NR_024973.1 
Nocardiacea 


ref |NR_024956.1 


ref |NR_024954.1 
2516115 251756 
Mic 


ref|NR_024953.1 
2517611 251909 
Strepto 


ref|NR_024930.1 


Str 


ref |NR_024929.1 
13 2554923 Strept 
Str 


ref |NR_024888.1 
18 Amycolatopsis 
Pseudonocar 
ref |NR_024879.1 
M 
NR_024865.1 


ref 


ref |NR_024803.1 


Coryn 
ref|NR_024784.1 


2746146 274749 
Coryne 


Streptomycineae; 


Actinopolymorpha 
5 Actinopolymorpha 


Actinomycetales; Propionibacterineae; 


Arthrobacter 
5 Arthrobacter 


Micrococcineae; 


Arthrobacter 
4 Arthrobacter 


Micrococcineae; 


Propioniferax innocua 


2356968 2358432 Propioniferax innocua 
Propionibacterineae; 


Propionibacteriaceae; 


Nocardia abscessus 


2382752 2384208 Nocardia abscessus Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Laceyella putida 


92 Laceyella putida Bacteria; 


Tetrasphaera japonica 


japonica Bacteria; 
Intrasporangiaceae; 


Tetrasphaera. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Amycolatopsis alba 
alba Bacteria; 

diaceae; Amycolatopsis. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
Flavobacteriaceae; Flavobacterium 


Nocardia 
4 Nocardia 
ebacterineae; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


ref |NR_024774.1 


Actinokineospora 


terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 


Actinokineospora. 


655354 Bacteria_16S 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 27 


2770406 2770448 28 gi 


219857137 


ref|NR_024765.1| Rhodococcus jostii 


71550 Rhodococcus jostii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


655354 Bacteria_16S 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


655354 Bacteria_16S 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 
strain Lp2 16S ribosomal RNA, partial sequence 


Streptomyces. 


2771944 2771986 28 gi 


2773479 2773521 28 gi 
2775017 2775059 28 


2814108 2814150 28 


219857136 


219857135 


219857133 


219857107 


ref|NR_024764.1| Streptomyces 
2771601 2773083 Streptomyces 


Actinomycetales; Streptomycineae; 


ref|NR_024763.1| Streptomyces peucetius 


74619 Streptomyces peucetius Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
gi 


ref|NR_024761.1| Streptomyces platensis 


76157 Streptomyces platensis Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 


ref|NR_024735.1| Tetrasphaera elongata 


2813767 2815209 Tetrasphaera elongata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 


655354 Bacteria_16S 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


655354 Bacteria_16S 
strain IMC S-0802 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 
cineracea strain SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Act 


Streptomycetaceae; 


655354 Bacteria_16S 
strain CM-10 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 
strain CM-01 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 


Streptomyces. 


Kitasatospora. 


2830736 2830778 28 


2832274 2832316 28 


2842914 2842956 28 
complete sequence 


2893895 2893937 28 

2893553 28949 
Micrococcineae; Microbacteriaceae; Mycetocola. 
2895390 2895432 28 

2895048 28964 
Micrococcineae; Microbacteriaceae; Mycetocola. 
2896884 2896926 28 


219856903 


219856902 
28319 


219856895 


219856860 


219856859 


219856858 


ref|NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 


Actinomycetales; Streptomycineae; 


ref|NR_024723.1| Streptomyces albulus 
28 2833415 Streptomyces albulus Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 


ref|NR_024714.1| Kitasatospora 
2842551 2844065 Kitasatospora 


inomycetales; Streptomycineae; 


ref|NR_024679.1| Mycetocola lacteus 
97 Mycetocola lacteus Bacteria; 


ref|NR_024678.1| Mycetocola saprophilus 
91 Mycetocola saprophilus Bacteria; 


ref|NR_024677.1| Mycetocola 
2896542 2897985 Mycetocola 


tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; 


655354 Bacteria_16S 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
655354 Bacteria_16S 
IFO 16102 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
655354 Bacteria_16S 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 


saperdae Bacteria; 
Microbacterium. 


655354 Bacteria_16S 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


luteolum Bacteria; 
Microbacterium. 


655354 Bacteria_16S 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 


Mycetocola. 


2901422 2901464 28 


2939393 2939435 28 
2939058 29405 


2957490 2957532 28 


219856855 


219856830 


219856818 


ref|NR_024674.1| Leucobacter albus 

46 Leucobacter albus Bacteria; 

; Microbacteriaceae; Leucobacter. 

ref|NR_024649.1| Lentzea albida strain 

28 Lentzea albida Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref|NR_024637.1| Microbacterium 
2957165 2958571 Microbacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Propionibacteriaceae; Microlunatus. 


655354 Bacteria_16S 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial seq 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nocardiaceae; Rhodococcus. 


655354 Bacteria_16S 
strain 801 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
655354 Bacteria_16S 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 


Rarobacteraceae; Rarobacter. 


655354 Bacteria_16S 


2958950 2958992 28 


2968151 2968185 28 


2986493 2986535 28 


3006329 3006371 28 
3005987 30074 


3044175 3044217 28 


3045707 3045749 28 


219856817 


219846945 


219846932 


219846919 


219846892 


219846891 


ref|NR_024636.1| Microbacterium 
2958622 2960061 Microbacterium 
les; Micrococcineae; Microbacteriaceae; 


ref |NR_026537.1| Microlunatus 
2967820 2969287 Microlunatus 
cetales; Propionibacterineae; 


ref|NR_026524.1] Rhodococcus 
uence 2986156 2987629 Rhodococcus 
omycetales; Corynebacterineae; 


ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 
; Microbacteriaceae; Frigoribacterium. 
ref|NR_026484.1] Rarobacter 

3043846 3045309 Rarobacter 
cetales; Micrococcineae; 


ref|NR_026483.1| Ornithinicoccus 


hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 


hortensis Bacteria; 
Intrasporangiaceae; 


3045360 3046851 Ornithinicoccus 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Ornithinicoccus. 


655354 Bacteria_16S 3068331 3068373 28 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequen 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 
655354 Bacteria_16S 3092378 3092420 28 


70 


70 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


655354 Bacteria_16S 
strain TAGA27 16S 


3093896 3093938 28 


655354 Bacteria_16S 3098479 3098521 28 


strain F98.3HR69 


655354 Bacteria_16S 3104438 3104480 28 
strain ATCC 25470 16S ribosomal 


655354 Bacteria_16S 3131381 31314711 
plurifarium strain LMG 1 
plurifarium Bacteria; 
Mesorhizobium. 


655354 Bacteria_16S 3132920 3132982 28 


70 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


70 


70 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


88 


90 


gi|219846876 


gi| 219846860 


3092041 30935 
Micrococcineae; 


gi| 219846859 
3093562 30950 


gi|219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846852 
31040 


gi 


gi| 219846834 


1892 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi| 219846833 


strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 31340 


655354 Bacteria_16S 
strain DSM 44267 


3152578 3152620 28 


655354 Bacteria_16S 3222478 3222543 1 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 
Proteobacteria; 


agaricidamnosum Bacteria; 
Janthinobacterium. 
655354 Bacteria_16S 
strain DSM 11140 


3225492 3225534 28 


655354 Bacteria_16S 
strain DSM 43040 


3330168 3330210 28 


655354 Bacteria_16S 3357619 3357661 28 


nesterenkovii strain DSM 9573 16S ribosomal RNA, partia 
nesterenkovii Bacteria; Actinobacteria; Actinobacterida 


Dermabacteraceae; Brachybacterium. 
655354 Bacteria_16S 3359183 3359225 28 


70 


63 


Betaproteobacteria; 


70 


70 


70 


70 


gi|219846820 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; In 


219846772 
sequence 


gi 


gi|219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; In 


gi|219846698 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi|219846678 


gi|219846677 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 


alimentarium Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; Brachybacterium. 
655354 Bacteria_16S 3377420 3377462 28 


70 


strain M17C 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


655354 Bacteria_16S 
citrea strain DSM 


3395525 3395567 28 


Promicromonospora. 


655354 Bacteria_16S 3398555 3398597 28 


70 


70 


gi| 219846664 
3377063 33785 


gi|219846648 


43110 16S ribosomal RNA, partial sequence 33951 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219846646 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 


uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
655354 Bacteria_16S 
strain DSM 20167 


3400089 3400131 28 


655354 Bacteria_16S 
subrutilus strain 


3447794 3447836 28 


Streptomycetaceae; Streptomyces. 
655354 Bacteria_16S 3449361 3449403 28 
strain NRRL 2418 16S ribosomal RNA, 


Streptomyces. 
655354 Bacteria_16S 
crystallopoietes 
crystallopoietes 
Micrococcaceae; Arthrobacter. 

655354 Bacteria_16S 3470750 3470792 28 


3467706 3467748 28 


DSM 40445 16S ribosomal RNA, 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; 


70 


70 


70 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


70 


70 


Actinomyc 


gi|219846645 


16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219846611 


complete sequence 
Actinomycetale 


219846610 
34490 


gi 


gi|219846597 


strain DSM 20117 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


gi| 219846595 


globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 


1 sequence 
e; Actinomycet 


Streptom 


Actinomy 


ref 


ref 


Mi 
ref 


Mi 
ref 


Mi 
ref 


ref 


w 


ref 
De 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


De 
ref 


ref 


etal 


ref 


Mi 
ref 


ref 


ref 


ce 3067998 306946 
Actinomyc 


98 3105578 Strept 
Streptomycineae; S 


131100 313253 
Rhizobiale 


3222170 322363 
Burkhol 


3357257 335877 


3358821 336033 
Actinomyceta 


98 3396650 Promic 
Micrococ 


3398202 339968 


3447437 344895 


03 3450520 Strept 


NR_026468.1 
etales; 
NR_026452.1 


crococcaceae 
NR_026451.1 


crococcaceae 
NR_026448.1 


crococcaceae 
NR_026444.1 


treptomyceta 
NR_026426.1 


s; Phyllobac 
NR_026425.1 


rmacoccaceae 
NR_026412.1 


trasporangia 
NR_026364.1 


deriales; Ox 
NR_026362.1 


trasporangia 
NR_026290.1 


; Micromonos 
NR_026270.1 


ales; Microc 
NR_026269.1 
les; Microco 


NR_026256.1 


rmacoccaceae 
NR_026240.1 


cineae; Prom 


NR_026238.1 
es; Micrococ 


NR_026237.1 


crococcaceae 
NR_026203.1 


s; Streptomy 
NR_026202.1 
ycineae; Str 
NR_026189.1 


346735 
cetales; Mic 


ref 


Microbacterium 
0 Microbacterium 


Micrococcineae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 
Micrococcineae; 


; Kocuria. 
Arthrobacter rhombi 


44 Arthrobacter rhombi Bacteria; 


; Arthrobacter. 
Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 

Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Demetria terragena 


43 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


; Demetria. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Janthinobacterium 

8 Janthinobacterium 

alobacteraceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 
omonosporineae 


poraceae; Pilimelia. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Brachybacterium 
2 Brachybacterium 


ccineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 
Promicromonospora 

romonospora citrea 

icromonosporaceae; 


Arthrobacter 
5 Arthrobacter 


cineae; Micrococcaceae; 


Arthrobacter sulfureus 


13 Arthrobacter sulfureus Bacteria; 


; Arthrobacter. 

Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


NR_026187.1 


Arthrobacter 


3470399 3471862 Arthrobacter 


globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 

655354 Bacteria_16S 3472260 3472302 28 70 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

655354 Bacteria_16S 3476845 3476887 28 70 gi| 219846591 |ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

655354 Bacteria_16S 3484340 3484382 28 70 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
655354 Bacteria_16S 3490536 3490578 28 70 gi|219846582|ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 3503965 3504007 28 70 gi|219846573|ref|NR_026165.1| Agromyces ramosus 
strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 3505104 Agromyces ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

655354 Bacteria_16S 3505497 3505539 28 70 gi|219846572|ref|NR_026164.1| Microbacterium barkeri 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 
655354 Bacteria_16S 3507014 3507056 28 70 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

655354 Bacteria_16S 3510057 3510099 28 70 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

655354 Bacteria_16S 3514625 3514659 28 62 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
655354 Bacteria_16S 3586359 3586393 28 62 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 


strain JB13 16S r 
G 
655354 Bacteria_16S 
strain Dfr2 16S r 
D 
655354 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain Dfrl 16S r 
Proteobacteria; D 


655354 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


655354 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


655354 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


655354 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


655354 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3630295 3630360 1 63 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 
3631820 3631885 1 63 gi 

ibosomal RNA, partial sequence 
eltaproteobacteria; 


et 


Desulfuromonadales; 
3637892 3637934 28 70 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3641013 3641055 28 70 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3644070 3644112 28 70 

S ribosomal RNA, partial sequence 


s 
id 


v 


qu 
e; 


, 


gi 


Stre 
70 gi 
complete sequence 
Stre 
3920735 3920777 28 70 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


pt 
3919154 3919196 28 
16S ribosomal RNA, 


pt 


al 


3922316 3922358 28 70 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3923896 3923938 28 70 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 


te 
A 


la 
le 


e; 


, 


655354 Bacteria_16S 


diastatochromogen 


3585997 35874 


219846485 
3629961 36314 


219846484 
3631486 36329 


219846480 


219846478 


219846476 
3643713 36451 


219846281 


219846280 


219846279 


219846278 


56 Methylomonas 
aceae; Methylomo 
ref|NR_026077.1 


hylococc 


Geobacterace 


ref 


ae; Geobacte 
NR_026076.1 
Geobacteraceae; Geobacte 
NR_026072.1 
3637554 363905 


nomycetales; Str 


equence 
ae; Acti 


ref|NR_026070.1 
ence 3640656 364213 
Actinomycetales; Strept 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref |NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


omycinea 


39187 
omycinea 


39203 
es; Stre 
ref|NR_025869.1 
e 3921948 392347 
etales; Streptom 


sequenc 
ctinomyc 


fodinarum Bacteria; 


nas. 
Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


r. 

Streptomyces 
3 Streptomyces 
eptomycineae; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora azatica 
azatica Bacteria; 

ceae; Kitasatospora. 
Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 
ycineae; 


ref 
te sequence 
Actinomycet 


NR_025868.1 
392352 


ales; Strept 


3925477 3925519 28 70 gi 
es strain ATCC 12309 16S ribosomal RNA, 


219846277 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


ref|NR_025867.1 
complete sequence 392511 


diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


655354 Bacteria_16S 3928638 3928680 28 70 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
655354 Bacteria_16S 3967142 3967232 1 88 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

655354 Bacteria_16S 3972994 3973059 1 63 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

655354 Bacteria_16S 3975891 3975957 1 64 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

655354 Bacteria_16S 4011464 4011506 28 70 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
655354 Bacteria_16S 4023555 4023589 28 62 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

655354 Bacteria_16S 4074934 4074976 28 70 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 


strain AS 4.1860 


16S ribosomal RNA, partial sequence 4074613 40760 


23 Nocardia xishanensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

655354 Bacteria_16S 4126421 4126463 28 70 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
655354 Bacteria_16S 4199906 4199948 28 70 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
655354 Bacteria_16S 4201389 4201431 28 70 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 4202887 4202929 28 70 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
655354 Bacteria_16S 4204435 4204477 28 70 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 4210496 4210538 28 70 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

655354 Bacteria_16S 4222689 4222779 1 88 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
655354 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


655354 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


655354 Bacteria_16S 


strain CE40 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
655354 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


655354 Bacteria_16S 


collagenovorans s 
collagenovorans B 


655354 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


655354 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


655354 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


655354 Bacteria_16S 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 


27528 27597 1 67 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
33782 33843 28 89 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
123239 123300 28 89 gi 
ibosomal RNA, partial sequence 


gi 


153516 153581 1 63 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

187132 187197 1 63 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
234526 234590 1 62 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
256009 256073 1 62 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
280085 280149 1 62 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


gi 


27210 


quence 


riales; 


quence 
teria; 


441874 441935 28 89 gi 


rhizobiace 
265679045 
28718 
cteriaceae 
265679041 

33436 
obacterine 
265678980 
122905 12429 
ococcineae 
265678960 
153188 15467 
Oxobacter. 
265678938 


ridiales; 

265678905 
234235 23583 
rkholderia 
265678891 
ence 25570 


265678873 


265678760 


Afipia. 
NR_029353.1 


ae; 
ref 
; Coenonia. 
ref|NR_029349.1 

34786 Atopob 
ae; Coriobacteri 
ref |NR_029288.1 
8 Cellulomonas 
; Cellulomonadac 
ref|NR_029268.1 


ref |NR_029246.1 

186799 188298 
Clostridiaceae; 
ref|NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 
ref|NR_029179.1 

279814 281221 
ulfuromonadales; 


Bu 


Des 


Coenonia anatina 


Coenonia anatina Bacteria; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium 
Clostridium 
Clostridium. 
Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 
lderia xenovorans 
Burkholderia. 
Geobacter 
Geobacter 
Geobacteraceae; 


ref|NR_029065.1 
441527 442954 


Bifidobacterium 
Bifidobacterium 


psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 


Bifidobacterium. 


655354 Bacteria_16S 


strain R 8118 16S 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
655354 Bacteria_16S 
bajacaliforniensi 


bajacaliforniensi 


655354 Bacteria_16S 


strain ID131577 1 
Actinobacteria; 


hassiacum strain 
Bacteria; 


Bacteria; 


strain LMG 18106 
Proteobacteria; 


strain LMG 16407 


Proteobacteria; B 


655354 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


655354 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


655354 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


655354 Bacteria_16S 


stercorihominis D 
stercorihominis D 


655354 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


655354 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


655354 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


655354 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


655354 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


655354 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


655354 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


655354 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


655354 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


655354 Bacteria_16S 


R 
655354 Bacteria_16S 


Proteob 
655354 Bacteria_16S 
acidiphila strain 
Proteob 
655354 Bacteria_16S 


B 


467703 467767 1 62 
ribosomal RNA, partial sequence 


gi 


484574 484611 27 64 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 
567193 567262 1 67 gi 


ubrobacteridae; 
592712 592777 1 


Solirubrobacterales; 
63 gi 


acteria; Alphaproteobacteria; 
649138 649203 1 63 gi 
B2 16S ribosomal RNA, partial sequenc 
894094 894158 1 


62 gi 


895629 895693 1 62 gi 


Clostridium. 
89 gi 


ridiales; Clostridiaceae; 
1289324 1289385 28 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; Cori 
1331931 1331995 1 62 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1359234 1359298 1 62 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

1387975 1388039 1 62 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1514962 1515027 1 63 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


gi 


1688072 1688109 27 64 
bosomal RNA, partial sequence 


gi 


Cc 


W-51 16S ribosomal RNA, partial sequen 


acteria; Alphaproteobacteria; Rhizobia 


265678739 


467397 46889 
rkholderia 


265678728 


es; Spiroc 
265678674 


6S ribosomal RNA, partial sequence 566874 56834 
onexibacte 


265678657 
ce 59240 


Sphingomonadales; 


265678618 
e 64884 


265678448 


16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Bu 
655354 Bacteria_16S 


265678447 


16S ribosomal RNA, partial sequence 895318 89680 


1264886 1266379 Clostridium grantii Bacteria 


219846501 


complete sequence 1289055 12904 


obacterine 
228721494 
equence 

s; Thermot 
228720024 
quence 
bacteria; 


228716720 


1387667 13891 


rkholderia 
219878113 
1 sequence 
teria; Rhi 


219878415 


1687712 16892 


doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Azospirillum. 


ete sequen 


les; Beije 


rkholderia 


Burkholderia terricola 
3 Burkholderia terricola Bacteria; 
ceae; Burkholderia. 

ref |NR_029033.1| Spirochaeta 

ce 484221 485741 Spirochaeta 

haetaceae; Spirochaeta. 

ref|NR_028979.1| Conexibacter woesei 

3 Conexibacter woesei Bacteria; 

raceae; Conexibacter. 

ref|NR_028962.1| Novosphingobium 

8 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 
ref|NR_028923.1| Methylocapsa 

0 650254 Methylocapsa acidiphila 
rinckiaceae; Methylocapsa. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 

ceae; Pandoraea 
ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 


ref|NR_029044.1 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
901875 901939 1 62 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
ain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
teria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
952972 953064 1 90 gi|265678410|ref|NR_028712.1| Simplicispira 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
1168610 1168647 27 64 gi|228719827|ref|NR_027585.1| Spirochaeta 
1293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
pirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
1182292 1182357 1 63 gi|228717350|ref|NR_027562.1| Anaerofustis 
SM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
SM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
1265212 12652771 63 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 


; Firmicutes; 


ref|NR_026093.1| Atopobium parvulum 
02 Atopobium parvulum Bacteria; 
ae; Coriobacteriaceae; Atopobium. 
ref|NR_027617.1| Thermosipho 
1331586 1333097 Thermosipho 
ogaceae; Thermosipho. 
ref|NR_027587.1| Burkholderia 
1358923 1360410 Burkholderia 
Burkholderiales; Burkholderiaceae; 
Burkholderia tuberum 
tuberum STM678 Bacteria; 
ceae; Burkholderia. 
ref|NR_025252.1| Mesorhizobium 
1514694 1516108 Mesorhizobium 
zobiales; Phyllobacteriaceae; 


ref|NR_027554.1 
46 Burkholderia 


ref|NR_025554.1| Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 


lales; Bacillaceae; Bacillus. 

1735474 1735515 28 69 gi|219878384|ref|NR_025523.1]| Actinomyces 
ain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

1931713 1931774 28 89 gi|219878240|ref|NR_025379.1| Actinomyces 
in CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 
1969497 1969562 1 63 gi|219878215|ref|NR_025354.1] Azospirillum 


1969231 1970533 Azospirillum 


TGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTGGGTTTAGCGACTGGGGTGAAGTCGTAACAAGGTAACCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNGCGTCGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGC 
CTTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCCTCGAATCGCATGGTCTGGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCG 
GCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTTGACAGGGA 
CGAAGCGCAAGTGACTGTACCTGTAGAATAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAA 
AGAGCTTGTAGGCGGTTCGTCGCGTCGTTTGTGAAAACTTGGGGCTCAACCTTAAGCTTGCAGGCGATACGGGCGGACTAGAGTACTTCAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAAGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAAAGCATGGGTAGCAAAC 
AGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCCTTCCACGGACTCCGTGCCGTAGCTAACGCATTAAGTACCCCCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCCGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTT 
GACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATCTTTTGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATC 
GGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTC 
ATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGAACGAAGTCGAAACAAGGTAGCCCTA 
CCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAAACGGGTG 
AGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCGCCTCCGGCATCGGGTGGTGGTGGAAAGTTTTT 
TCGGTTGGGGATGGGCTCCCGGCCTATCACCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACAACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCCCAATGGGCGGAAGCCTGACGCACCAACGCCGCGTGGGGGATGACGGCCTTCGGGTT 
GTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCC 
GGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCCCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGCCGGCTAGAGGTAGG 
TAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGCGA 
AAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGATCTTCCACGATCTCCGTGCCGGAGCTAACGCAT 
TAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAA 
GAACCTTACCAAGGTTTGACATCACCCGGAAACCTGCAGAGATGTGGGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCACGCCCTTTCGGGTTGCTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCC 
TAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAACAATGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCGCAAGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACG 
AAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCGCTG 
GCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAATGGGAGCTTGCTCTTGTTCGGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGCAAGAC 
CGGGATAACTCCGGGAAACCGGAGCTAATACCGGATAACACCGAAGACCGCATGGTCTTTGGTTGAAAGGCGGCGCAAGCTGTCACTTGCGGATGGGCCCGCGGC 
GCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTGAGGGACG 
AAGGAGCGTCGTTTGAAGARGGCGGCGCGGTGACGGTACCTCACGAGGAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGT 
CCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGC 
AGGAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGCAACTGACGCTGAGGCGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTCACACCCTTTAGTGCTGCAGCTAACGC 
GATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCCCACAACGGTGGAGCATGTTGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGGTCTTGACATCCCCTGACAACCCAAGAGATTGGGCGTTCCCCCTTCGGGGGGACAGGGTGACTGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATTCGGTTGGGCACTCTAGAGGGACTGCCGGCGACAAGTCGGAGGAAG 
GTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCCGCGAGGGGGAGCGAATCCCAA 
AAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCACGAGAGCTTGCAACACCCGAAGTCGGTGAGGCAACCCGTTTCGGGAGCCAGCCGCCGAAGGTGGGGCAANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGAAAGCTTGCTTTTCTGGTGGCGAGCGGCGGACGG 
GTGAGTAATGCATGGGAATCTGCCCGATAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGCTTAGGCTTGCGCTA 
TCGGATGAGCCCATGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACCGGAACTGAGAC 
ACGGTCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAG 
CACTTTCAGCGAGGAGGAAAGCATCAAGGTTAATACCCTTGGTGTGTGACGTTACTCGCAGAAGAAGCACCGGCAAACTCCGTGCCAGCAGCCGCGGTAATACGG 
AGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTCTGTTAAGCCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGGAAC 
TGGCAGGCTAGAGTACAGTAGAGGAAGGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACATCAGTGGCGAAGGCGGCCTTCTGGACTGAT 
ACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAG 
TGGCGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCGATTAAAGTCGGGAACTCTAAGGAGACTGCCCGGTG 
ACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCCGGTACAACAGGTTGCTAACCCGTCGAG 
GGGGAGCCAATCCGCAAAAACCGGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTAGCTAGCTTAACCTTCGGGAGGGCGGTTACCACGGTGTGGTAATG 
ACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACAT 
GCAAGTCGAACGAGCTCTTCGGAGCTAGTGGCAGACGGGTGAGTAACGCGTGGGAACGTGCCTTTCGGTTCGGAATAACTCAGGGAAACTTGAATTAATACCGGA 
TACGCCCTTCGGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGA 
GAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGC 
GTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGAAGATAATGACTGTACCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAA 
TACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGACTTTTAAGTCGGAGGTGAAAGCCCAGGGCTCAACCCTGGAATTGCCTTC 
GATACTGGGAGTCTTGAGTTCGGAAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCGGTGGCGAAGGCGGCCAACTGGT 
CCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGGGAGCATGCTCT 
TCAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTTTTGACATGTCCGGTTTGATCGGCAGAGATGCCTTTCTTCAGTTCGGCTGGCCGGAACACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCCTAGTTGCCATCATTCAGTTGGGAACTCTAGGGGGACTGC 
CGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGCAGCGAAAGG 
GCGACCTCGAGCTAATCCCAAAAAGCCGTCTCAGTTCAGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCGTCGCGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGC 
TCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGYTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
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hongkongensis Bac 
Actinomycetaceae; 
655354 Bacteria_16S 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Tepi 
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australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; 
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ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
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teria; Actinobacteria; Actinobacteridae; 
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655354 Bacteria_16S 
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Streptomycetaceae; 
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Bacteria; Proteob 
655354 Bacteria_16S 
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thiosulfatigenes 
655354 Bacteria_16S 
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Hyphomicrobium. 
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Hyphomicrobium. 
655354 Bacteria_16S 
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655354 Bacteria_16S 
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655354 Bacteria_16S 
vinaceum strain D 
vinaceum Bacteria; 


2533106 25331711 63 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; 


2792978 2793043 1 63 


in ATCC9650 16S ribosomal RNA, partial 
Clostrid 


Firmicutes; Clostridia; 
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rain R10 16S ribosomal RNA, partial sequence 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
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16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 


3027386 3027447 27 88 


strain GKNTAUT 16S ribosomal RNA, 
Bacteria; 
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Clostridia; 
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in DSM 5458 16S ribosomal RNA, partial 
methylovorum Bacteria; Proteobacteria; Alphaproteobacte 


3128472 3128537 1 63 


n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


3198404 3198469 1 63 


train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteobacteria; 


3224047 3224108 28 89 


A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3239242 3239307 1 63 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthob 


3242203 3242268 1 63 


DSM 2603 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


3324073 3324134 28 89 


SM 43823 16S ribosomal RNA, partial sequ 
Actinobacteria; Actinobacteridae; Ac 


Micromonosporaceae; Dactylosporangium. 
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Dactylosporangium. 
655354 Bacteria_16S 
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matsuzakiense Bac 


3325600 3325661 28 89 


43916 16S ribosomal RNA, partial sequence 33252 
acteria; Actinobacteridae; Actinomycet 


3327121 3327182 28 89 


ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Dactylosporangium. 
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89 3225098 Actin 
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49 3326720 Dacty 
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NR_024749.1 


cl 
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NR_026498.1 


NR_026497.1 


NR_026430.1 


125234 312665 
es; Hyphomic 


NR_026428.1 


e 3128192 312961 
Ss; Hyphomicrobiaceae; 


NR_026381.1 


pirillales; 


NR_026363.1 


NR_026353.1 


Xanthobacte 
NR_026351.1 


onales; Des 
NR_026294.1 
Micromonos 
NR_026293.1 
osporineae; 


NR_026292.1 
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NR_026291.1 


7 


5 
ak 
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Pered 
° 
2 
Streptomycineae; 


1 


3 


6 


Yr. 


9 
u 


9 
porineae; 


1 


3 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


ceae; Ss. 


Actinomyces 
7 Actinomyces 


Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Peredibacter starrii 
starrii Bacteria; 
ibacter. 
Clostridium 
8 Clostridium 
stridium. 
Streptomyces 
6 Streptomyces 


Phenylobacterium 

obacterium immobile 

Phenylobacterium. 
Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Hyphomicrobium 

3 Hyphomicrobium 

robiaceae; 


Hyphomicrobium 


6 Hyphomicrobium 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Actinomyces europaeus 


omyces europaeus 
i 


nomycetaceae; 


Xanthobacter tagetidis 
tagetidis Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Dactylosporangium 
8 Dactylosporangium 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


Dactylosporangium 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Dactylosporangium. 


655354 Bacteria_16S 


thailandense DSM 


Bacteria; Actinob 
Dactylosporangium. 
655354 Bacteria_16S 


strain DSM 9580 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
655354 Bacteria_16S 


strain DSM 43852 


3342253 3342314 28 89 gi 


3351409 3351470 28 89 gi 


43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


219846689 
nce 33419 
ales; Micr 


219846683 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


ref |NR_026275.1 


Dactylosporangium 


osporangium thailandense 
Micromonosporaceae; 


Agrococcus jenensis 


6S ribosomal RNA, partial sequence 3351066 33525 
ococcineae 
3397030 3397091 28 89 gi|219846647 
16S ribosomal RNA, partial sequence 3396701 33981 


38 Agrococcus jenensis Bacteria; 

; Microbacteriaceae; Agrococcus. 
ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
655354 Bacteria_16S 3455540 3455601 28 89 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
655354 Bacteria_16S 3469232 3469293 28 89 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

655354 Bacteria_16S 3478382 3478423 28 69 gi|219846590|ref|NR_026182.1| Actinomyces georgiae 


strain 6843 DSM 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
655354 Bacteria_16S 


acetireducens str 
acetireducens Bac 


655354 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


655354 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


655354 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


655354 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


655354 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


655354 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


655354 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


655354 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
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lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 
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phenolicus strain 
phenolicus Bacter 


655354 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 
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methylpentosum st 
methylpentosum Ba 


655354 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


655354 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


655354 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


655354 Bacteria_16S 


anguilliseptica s 


6S ribosomal RNA, partial sequence 3478022 34794 
nomycineae 
219846587 
al sequenc 
diales; Cl 
219846520 
equence 
ridiales; 
219846371 


3482764 3482829 1 63 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3583213 3583278 1 63 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3788387 3788452 1 63 gi 


etaproteobacteria; Burkholderiales; Le 
3887365 3887429 1 62 gi 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteri 
3965629 3965694 1 63 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


ptothrix. 
219846304 
partial se 
a; Neisser 
219846248 
sequence 
a; Sphingo: 


4031172 4031244 1 70 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4032722 40327941 70 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034276 4034348 1 70 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4078028 4078065 27 64 gi 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridiales; Pepto 
4081108 4081172 1 62 gi| 219846165 
ribosomal RNA, partial sequence 4080799 40822 
etaproteobacteria; Burkholderiales; Tepidimonas. 
24640 24704 28 92 gi| 265679047 
rain R2 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Clostridia; Clostridiales; C 
53493 53529 27 63 gi| 265679028 
strain CAMZ 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales 
56379 56443 1 62 gi| 265679026 
2611 16S ribosomal RNA, partial sequence 56079 
acteria; Gammaproteobacteria; Chromatiales; Chro 
57880 57944 1 62 gi| 265679025 
2711 16S ribosomal RNA, partial sequence 57580 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


219846202 
40308 
ales; Glyc 
219846201 
40324 
ales; Glyc 
219846200 
rtial sequ 
e; 


219846167 
uence 


Actinomycet 


43 Actinomyces georgiae Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref|NR_026179.1| Clostridium 

e 3482431 3483932 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_026112.1| Clostridium 

3582883 3584385 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_025962.1| Ehrlichia muris strain 


3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 

3789862 3789929 1 64 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3853571 3853635 1 62 gi|219846326|ref|NR_025916.1| Leptothrix discophora 
ibosomal RNA, partial sequence 3853246 3854730 Leptothrix discophora Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Novosphingobium 
8 Novosphingobium 
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quen 


NR_025894.1 
ce 388702 
iales; Neisseria 
ref|NR_025838.1 
3965346 396678 
monadales; Sphin 


ref|NR_025792.1| Glycomyces algeriensis 
56 4032350 Glycomyces algeriensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025791.1| Glycomyces arizonensis 
01 4033899 Glycomyces arizonensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025790.1| Glycomyces 
ence 4033950 4035456 Glycomyces 
ales; Glycomycineae; 
ref|NR_025757.1 
4077655 407918 
coccaceae; Cryptanaerobacter. 
ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 


Cryptanaerobacter 
3 Cryptanaerobacter 


78830 78894 1 62 gi| 265679011 
train S 1 16S ribosomal RNA, partial sequence 


ref |NR_029355.1| Clostridium 
24277 25711 Clostridium 
lostridiaceae; Clostridium. 
ref |NR_029336.1| Desulfotomaculum 
53088 54587 Desulfotomaculum 
; Peptococcaceae; Desulfotomaculum. 
ref |NR_029334.1| Thiocystis gelatinosa 
57529 Thiocystis gelatinosa 
matiaceae; Thiocystis. 
ref |NR_029333.1| Thiocystis violacea 
59029 Thiocystis violacea Bacteria; 
Thiocystis. 
ref|NR_029319.1| Pseudomonas 
78587 79994 Pseudomonas 


anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


655354 Bacteria_16S 
strain SL-4 16S r 


Firmicutes; Bacil 


655354 Bacteria_16S 
6S ribosomal RNA, partial sequence 165488 16699 


strain NCTC 279 1 
Firmicutes; 


Methylococcus. 
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strain BG8 16S ri 
G 
655354 Bacteria_16S 
whittenburyi stra 


Proteobacteria; 


Methylococcaceae; 
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capsulatus strain 
Bacteria; Proteob 
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strain A30 16S ri 
Proteobacteria; 


strain McClung 20 
Bacteria; Firmicu 
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kaustophilus stra 
kaustophilus Bact 


655354 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 
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xylanilyticus str 
xylanilyticus Bac 


655354 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; 


strain E7107 16S 


Clost 
655354 Bacteria_16S 
thermophilus stra 
thermophilus Bact 


G 
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G 
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ridia; Clostridiales; 


179385 179449 1 


Clostridiaceae; 
62 gi 
eria; Proteobacteria; 


190179 190243 1 62 
bosomal RNA, partial sequence 


gi 


193199 193263 1 62 gi 


Methylobacter. 
194711 194775 1 62 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
196220 196284 1 62 gi 
bosomal RNA, partial sequence 


208688 208752 1 62 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
219551 219587 27 63 gi 
in BD 53 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Bacillac 
313639 313703 1 62 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
375476 375512 27 63 gi 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 
384670 384734 1 62 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
446427 446491 1 62 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


655354 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


655354 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


655354 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


655354 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


655354 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 
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degerlachei strai 
degerlachei Bacte 


655354 Bacteria_16S 
6S ribosomal RNA, partial sequence 554659 55615 


strain P 513/19 1 
Proteobacteria; G 


655354 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


655354 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


655354 Bacteria_16S 


strain 173-96 16S 


457226 457290 1 62 gi 
ammaproteobacteria; Pseudomonadales; P 
458678 458742 1 62 gi 
in CFBP 4389 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


470775 470839 1 62 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
490837 490901 1 62 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
510759 510795 27 63 gi 
osomal RNA, partial sequence 


gi 


ammaproteobacteria; Pseudomonadales; P 
556510 556574 1 62 gi 


ammaproteobacteria; Pseudomonadales; P 
558054 558118 1 62 gi 


ammaproteobacteria; Pseudomonadales; P 
559593 559657 1 62 gi 
ribosomal RNA, partial sequence 


100218 100262 27 Pi gi| 265678996 
ibosomal RNA, complete sequence 99832 10139 
lales; Bacillaceae; Halobacillus. 

165824 165888 1 62 gi| 265678952 


in IMV-B-3037 16S ribosomal RNA, parti 
Gammaproteobacte 


189853 19130 
ammaproteobacteria; Methylococcales; M 


in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


195893 19735 
ammaproteobacteria; Methylococcales; M 


384340 38587 


446125 44760 


16S ribosomal RNA, partial sequence 456977 45835 


470446 47199 


490502 49197 


510382 51190 


lales; Bacillaceae; Geobacillus. 
521385 521457 1 70 gi| 265678704 
n R-9106 16S ribosomal RNA, partial sequence 
ria; Bacteroidetes; Flavobacteria; Flavobacteria 
554968 555032 1 62 gi| 265678682 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


Clostridiu 
265678943 
al sequenc 
ria; Methy 


265678936 


ethylococc 
265678934 
NA, partia 


265678933 
ence 19438 
occales; M 
265678932 


ethylococc 
265678923 
20835 
idiaceae; 
265678916 
quence 
eae; Geoba 
265678851 
31331 
idiaceae; 
265678804 
sequence 
cillaceae; 
265678798 


seudomonad 
265678757 


Acetobacte 
265678746 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


seudomonad 
265678724 


Halomonad 
265678711 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 


acea 


ref |NR_029304.1 
0 Halobacillus 


ref|NR_029260.1 


Halobacillus litoralis 


litoralis Bacteria; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 


m. 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


ref|NR_029244.1 


Methylococcus 
Methylococcus 
ylococcaceae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


acea 
ref 
1 se 


e; Methylomi 
NR_029242.1 
quence 


ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref|NR_029240.1 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


aceae; Methylomicrobium. 
ref|NR_029231.1| Clostridium sporogenes 
5 209857 Clostridium sporogenes 
Clostridium. 
ref|NR_029224.1| Geobacillus 

219184 220608 Geobacillus 
cillus. 
ref|NR_029157.1| Clostridium botulinum 
5 314767 Clostridium botulinum A 
Clostridium. 
ref|NR_029109.1| Paenibacillus 

375101 376646 Paenibacillus 
Paenibacillus. 
ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 
ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref|NR_029050.1] Pseudomonas 

458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 
aceae; Halomonas. 
ref|NR_029016.1| Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref|NR_028987.1 


Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028986.1 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028985.1 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


e; Pseudomon 


265678679 


as. 


ref|NR_028984.1 


Roseomonas rosea 


559287 560771 Roseomonas rosea Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 


655354 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


655354 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


655354 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


655354 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


655354 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


655354 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


655354 Bacteria_16S 


561126 561190 1 62 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


597168 597232 1 62 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
639855 639919 1 62 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
659451 659515 1 62 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
667090 667154 1 62 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
671624 671688 1 62 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


gi 


703287 703351 1 62 gi 


265678678 
sequence 
eria; 


265678654 


596871 59824 


matiaceae; 
265678624 


639529 64105 
seudomonad 


265678609 


659171 660617 Morax 


raxella. 
265678604 
nce 66678 
rillales; 
265678601 


obacteria; 


265678580 


strain ThSch 12 16S ribosomal RNA, partial sequence 702960 70436 


Proteobacteria; G 


655354 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


655354 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


655354 Bacteria_16S 


histaminiformans 
histaminiformans 


655354 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


655354 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


655354 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


655354 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


655354 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


655354 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


655354 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


655354 Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geoba 


strain U 16S ribo 
Bacillales; Bacil 


655354 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


655354 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


655354 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


655354 Bacteria_16S 


strain GPll 16S r 
Proteobacteria; G 


655354 Bacteria_16S 


199/55 16S riboso 


ammaproteobacteria; Chromatiales; Chro 
732198 732262 1 62 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
733621 733685 1 62 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
735182 735226 27 TL gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
764760 764796 27 63 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
770807 770871 1 62 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
784743 784807 1 62 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


787775 787839 1 62 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
821370 821434 1 62 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
827595 827631 27 63 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
829171 829207 27 63 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
839816 839852 27 63 gi 


gi 


Geobacillus. 

845935 845999 28 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
871599 871663 1 62 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


laceae; 


92 gi 


960653 960717 
16S ribosomal RNA, 
ammaproteobacteria; 


L 62 gi 
complete sequence 
Pseudomonadales; P 
1012698 1012762 1 62 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1014194 1014258 1 62 gi 


matiaceae; 
265678560 


731878 733268 Thioc 


apsa. 
265678559 
ce 73331 
ales; 
265678558 
sequence 

tridiales; 
265678536 
nce 76438 
nellaceae; 
265678532 


770475 77198 
seudomonad 


265678522 
1 sequence 
ria; 


265678520 


787469 78896 


ciricketts 
265678498 


821061 82256 
seudomonad 


265678494 
e 82720 
Selenomon 
265678493 

82878 
Selenomon 
265678486 


265678482 


845553 84708 


Clostridiu 
265678464 
sequence 
ria; Rhodo 


265678404 
96032 
seudomonad 

265678369 


1012401 10138 


oraxellace 
265678368 


mal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


Rhod 


ial sequen 


Chro: 


Pseud 


ref |NR_028983.1 
560822 562307 
ospirillales; Ac 
ref|NR_028959.1 


Thi 
ref 


obaca. 
NR_028929.1 


acea 
ref 
ella 


e; Pseudomon 
NR_028914.1 
canis Bacte 


ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref |NR_028906.1 
ce 671276 672778 
Pseudomonadales 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028864.1 
apsa rosea Bacte 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028862.1 

734793 736329 
Veillonellaceae 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref |NR_028836.1 


aceae; Cellvibri 
ref |NR_028826.1 
784432 785869 
omonadales; Pseu 


ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref |NR_028801.1 
aceae; Pseudomon 
ref |NR_028797.1 
9 828732 Seleno 
as. 
ref |NR_028796.1 
3 830273 Seleno 
as. 

ref 
cill 


NR_028789.1 
us uzenensis 
ref|NR_028785.1 
m. 
ref |NR_028767.1 


871314 872760 
spirillales; Ace 


ref|NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref|NR_028671.1 


ae; Moraxella. 


e 


a 


r 


a 


, 


, 


r 


1 
a 


v 


k 


d 


h 


a 


t 


a 


ref |NR_028670.1 


Roseomonas 
Roseomonas 
tobacteraceae; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 


Ss. 


Moraxella canis strain 


ia; Proteobacteria; 
Gluconacetobacter 
cetobacter entanii 
Gluconacetobacter. 
Pseudomonas 
Pseudomonas 
Pseudomonadaceae; 


Lamprocystis purpurea 
purpurea Bacteria; 


Thiocapsa rosea strain 


ia; Proteobacteria; 
Thiohalocapsa 
ocapsa halophila 
locapsa. 
Allisonella 
Allisonella 
Allisonella. 
Mitsuokella 

ella jalaludinii 


Cellvibrio japonicus 
3 Cellvibrio japonicus Bacteria; 
oO. 


Pseudomonas 
Pseudomonas 
omonadaceae; 


Methylophaga alcalica 
alcalica Bacteria; 


aga. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


Ss. 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 


monas noxia Bacteria; 


Geobacillus uzenensis 
Firmicutes; 


Bacteria; 


Clostridium scindens 
1 Clostridium scindens Bacteria; 


Gluconacetobacter 
Gluconacetobacter 
obacteraceae; 


Pseudomonas veronii 
monas veronii Bacteria; 


Ss. 
Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
1013897 1015342 Moraxella ovis Bacteria; 


Proteobacteria; 


655354 Bacteria_16S 1015690 1015754 1 62 gi|265678367|ref|NR_028669.1| Moraxella catarrhalis 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

655354 Bacteria_16S 1017187 10172511 62 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

655354 Bacteria_16S 1055412 1055456 27 71 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

655354 Bacteria_16S 1088437 1088501 1 62 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

655354 Bacteria_16S 1144437 1144501 1 62 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

655354 Bacteria_16S 1164098 1164134 27 63 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

655354 Bacteria_16S 1211033 1211097 1 62 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

655354 Bacteria_16S 1275669 1275733 1 62 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
655354 Bacteria_16S 1353238 1353302 1 62 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

655354 Bacteria_16S 1365192 1365252 28 88 gi|228719040|ref|NR_027578.1| Nitrobacter 
hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 


655354 Bacteria_16S 
strain KA3 16S ri 
Ther 
655354 Bacteria_16S 


Thermotogae; 


strain TN-272 16S 
Firmicutes; 


strain LMG 2210 1 
Proteobacteria; 


strain OMZ833 16S 
Spirochaetes; 


strain SP1402 16S 
Proteobacteria; 


lipocyclicus stra 
lipocyclicus Bact 


655354 Bacteria_16S 
frigoris strain R 


Bacteria; Bactero 


655354 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


655354 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; 


strain CMS 35 16S 
Proteobacteria; 


strain CFBP 2341 
Proteobacteria; 


strain TO1 16S ri 


Proteobacteria; 


Bacteria; Firmicu 


Clost 
655354 Bacteria_16S 


G 
655354 Bacteria_16S 


Spi 
655354 Bacteria_16S 


G 
655354 Bacteria_16S 


G 
655354 Bacteria_16S 


G 
655354 Bacteria_16S 


G 
655354 Bacteria_16S 


G 
655354 Bacteria_16S 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 


1395429 1395521 1 90 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1408896 1408960 28 92 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
1414861 14149251 


gi 


Clostridiaceae; 
62 gi 


ammaproteobacteria; Pseudomonadales; P 
1522561 1522605 27 71 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
1578424 1578488 1 62 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1581415 1581479 1 62 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1627211 1627283 1 70 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1640837 1640901 1 62 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


al 
ied: 


ne 
S; 


ri 


1642399 1642463 1 62 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1643960 1644024 1 62 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1694279 1694343 1 62 gi 


gi 


se 


se 


ammaproteobacteria; Pseudomonadales; P 
1695823 1695887 1 62 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1702077 1702121 27 71 gi 


se 


tes; Bacillales; Bacillaceae; Halobacill 


se 


228715882 
1395106 13965 


224581401 
1408524 14099 
Clostridiu 
224581448 
6S ribosomal RNA, partial sequence 1414552 14160 
seudomonad 
219857543 
1522207 15236 


219846381 
1578118 15795 
udomonad 
219878490 


sequenc 
a; 


e 16269 


uence 
a; 


219878448 
1642082 16435 
udomonad 
219878447 
1643643 16451 
udomonad 
219878411 
16S ribosomal RNA, partial sequence 1693968 16954 
udomonad 


219878410 
1695512 16970 
seudomonad 
219878406 


17017 
us. 


Rhodo 
219878458 


Flavoba 
219878449 

eq 
Pseud 


ref|NR_027541.1| Marinitoga piezophila 
48 Marinitoga piezophila KA3 Bacteria; 


ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 

m. 
ref|NR_027230.1| Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
aceae; Pseudomonas. 

ref|NR_025131.1] Treponema parvum 

91 Treponema parvum Bacteria; 


ref|NR_025972.1| Pseudomonas balearica 

73 Pseudomonas balearica Bacteria; 

aceae; Pseudomonas. 

ref|NR_025629.1| Rhodovarius 

e 1581111 1582568 Rhodovarius 

varius. 

ref|NR_025597.1 

01 1628368 Flavob 

cteriaceae; Flav 

ref|NR_025588.1 
1640520 164203 

omonadales; Pseu 


Flavobacterium 

acterium frigoris 

obacterium. 
Pseudomonas 

1 Pseudomonas 

domonadaceae; 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
aceae; Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025545.1| Halobacillus 

02 1703230 Halobacillus karajensis 


655354 Bacteria_16S 
strain KMM 1376 1 
Proteobacteria; G 
655354 Bacteria_16S 
neutrophila strai 
neutrophila Bacte 
Halorhodospira. 
655354 Bacteria_16S 
LMG 19981 16S rib 
Proteobacteria; G 
655354 Bacteria_16S 
strain DSM 10404 
Bacteria; Firmicutes; 
655354 Bacteria_16S 

israelensis strai 
Bacteria; Proteob 
655354 Bacteria_16S 
canadensis strain 
canadensis Bacter 
Chromohalobacter. 
655354 Bacteria_16S 
strain 3S-1 16S r 


ria; 


1755333 1755397 1 
6S ribosomal RNA, partial sequence 1755010 17565 
ammaproteobacteria; Oceanospirillales; 
1786975 1787007 28 
n SG 3301 16S ribosomal RNA, partial s 
Proteobacteria; 


1814414 1814478 1 

osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1823676 1823720 27 
16S ribosomal RNA, 
Bacillales; 
1863103 1863167 1 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1864685 1864749 1 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


1870805 1870841 27 
ibosomal RNA, partial sequence 


62 gi 


219878369 


ref |NR_025508.1 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Halomonadaceae; Halomonas. 
60 gi|219878344|ref|NR_025483.1| Halorhodospira 
equence 1786631 1787986 Halorhodospira 
Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
62 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
1814099 1815595 Fulvimonas soli Bacteria; 
anthomonadaceae; Fulvimonas. 
| gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
complete sequence 1823301 1824836 Halobacillus trueperi 
Bacillaceae; Halobacillus. 
62 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
nce 1862771 1864302 Chromohalobacter israelensis 
irillales; Halomonadaceae; Chromohalobacter. 
62 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
sequence 1864353 1865884 Chromohalobacter 
a; Oceanospirillales; Halomonadaceae; 
63 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
1870444 1871975 Geobacillus vulcani Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

655354 Bacteria_16S 2055260 2055300 28 68 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 2061345 2061409 1 62 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
655354 Bacteria_16S 2088824 2088888 1 62 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

655354 Bacteria_16S 2119300 2119344 27 71 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

655354 Bacteria_16S 2126856 2126920 1 62 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 

655354 Bacteria_16S 2143373 21434371 62 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 
strain Ps 9-14 16S ribosomal RNA, partial sequence 2143068 2144522 Pseudomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

655354 Bacteria_16S 2144878 2144942 1 62 gi|219857638|ref|NR_025227.1| Pseudomonas 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

655354 Bacteria_16S 2146383 2146447 1 62 gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 2147531 Pseudomonas jinjuensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

655354 Bacteria_16S 2179729 2179801 1 70 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
655354 Bacteria_16S 2181245 21813171 70 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
655354 Bacteria_16S 2184265 2184329 1 62 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

655354 Bacteria_16S 2219109 2219173 1 62 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

655354 Bacteria_16S 2234265 2234329 1 62 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
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3832499 3832543 27 71 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
3843025 3843097 1 70 gi 
TCC 51468 16S ribosomal RNA, partial s 
Bacteroidetes; Flavobacteria; Flavob 


se 
ri 


se 


e; 


R 


eq 
ac 


’ 


se 
cl 


se 


cl 


219846676 
se 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 


ce 
219846661 


219846653 
16S ribosomal RNA, partial sequence 3387742 33891 
ma 
219846638 
rp 
219846541 
qu 
R 


219846540 


219846472 
219846470 
3651286 36527 
219846442 


219846416 
6S ribosomal RNA, partial sequence 3726957 37283 


219846388 


219846356 
3809177 38107 


219846342 
3829173 38306 


219846340 


219846333 


19846818 
quence 


tiaceae; 


sequenc 
ridiales 


ence 


ia; Thio 


quence 
Marinoc 


ae; Oren 


sequence 
Thiotri 


tiaceae; 


34089 
hyromona 


ence 


hodospir 


sequence 
a; Rhodo 


e 36482 
cales; M 
hylococec 
36924 
cales; M 


osporang 


quence 
diales; 


udomonad 


Helioba 


38321 
uminococ 


uence 
teriales 


3891970 3892034 1 62 gi 
strain DSM 735 16S ribosomal RNA, 


219846300 
complete sequence 


ostridia 
219846806 
3172065 31735 
ma 
219846803 
16S ribosomal RNA, partial sequence 3176631 31781 
udomonad 
219846730 
16S ribosomal RNA, partial sequence 3285670 32871 
ostridiu 
219846722 
al 
st 
219846721 
qu 
er 


Desulfotomaculum 
1 Desulfotomaculum 
les; Peptococcaceae; Desulfotomaculum. 
ref |NR_026398.1| Thiorhodococcus minor 
14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 

ref|NR_026395.1| Pseudomonas graminis 
59 Pseudomonas graminis Bacteria; 
aceae; Pseudomonas. 

ref|NR_026322.1| Clostridium pascui 
40 Clostridium pascui Bacteria; 
m. 
ref |NR_026314.1 
e 3297885 329934 
Blautia. 
NR_026313.1 
3299393 330087 
hales; Pisci 


ref|NR_026410.1 


155325 315690 


Ww 


Blautia 
2 Blautia 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


NR_026268.1 
3360383 336190 
occus. 
ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 
ia. 
ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


Marinococcus 
2 Marinococcus 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


ref|NR_026245.1| Rhabdochromatium 

93 Rhabdochromatium marinum Bacteria; 

Rhabdochromatium. 

ref|NR_026230.1| Porphyromonas catoniae 

32 3410401 Porphyromonas catoniae 

daceae; Porphyromonas. 

ref|NR_026133.1| Gluconacetobacter 
3552654 3554134 Gluconacetobacter 

illales; Acetobacteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026007.1 
59 Actinomadura 
ineae; Thermomo 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Actinomadura macra 
macra Bacteria; 
nosporaceae; 


Desulfotomaculum 
6 Desulfotomaculum 
Peptococcaceae; Desulfotomaculum. 
ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 
ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 
cterium. 
ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref |NR_025923.1 
3842717 384417 
; Flavobacteriaceae; Flavobacterium. 


ref|NR_025979.1 
3764125 376551 


Ruminococcus bromii 
coccus bromii Bacteria; 


Flavobacterium 
7 Flavobacterium 


ref|NR_025890.1] Halomonas 
3891636 3893166 Halomonas 


halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Halomonas. 
655354 Bacteria_16S 


3904208 3904244 27 


amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 


amylolyticus Bacteria; 
655354 Bacteria_16S 


oryzihabitans strain L-1 16S ribosomal RNA, 
oryzihabitans Bacteria; 


Pseudomonas. 
655354 Bacteria_16S 


Firmicutes; 
3905719 3905783 1 


Proteobacteria; 


3944731 3944795 1 


Bacillales; 


63 gi|219846292|ref|NR_025882.1 
390383 

Paenibacillaceae; Paenibacillus. 
62 gi| 219846291 |ref|NR_025881.1 


complete sequence 


62 


strain PW2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


655354 Bacteria_16S 


3949114 3949178 1 


62 


strain 101 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


655354 Bacteria_16S 
strain KMM 6029 1 
Bacteroidetes; 
655354 Bacteria_16S 


chungwhensis strain BH030062 16S ribosomal RNA, partial 


chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

655354 Bacteria_16S 4047903 4047939 27 63 gi|219846188|ref|NR_025778.1 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

655354 Bacteria_16S 4055249 4055313 1 62 gi| 219846183 |ref|NR_025773.1 
strain SS20 16S ribosomal RNA, partial sequence 4054980 40563 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
655354 Bacteria_16S 4121854 4121918 1 62 gi|219846135|ref|NR_025725.1 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 412305 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rho 
Petrobacter. 

655354 Bacteria_16S 4132511 4132555 27 71 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

655354 Bacteria_16S 4212015 4212051 27 63 gi| 219846067 |ref|NR_025657.1 


strain N-3 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
655354 Bacteria_16S 


JMM-4 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 
655354 Bacteria_16S 


thermobenzoicum subsp. thermosyntrophicum strain TPO 16 


Flavobacteria; 


3981564 3981636 1 


4003942 4003986 27 


Bacillaceae; 
4221246 4221290 27 


Anaerobacillus. 
4230281 4230317 27 


70 


ra 


complete sequence 
Geobacillus. 


71 


Gammaproteobacteria; 


gi 


3944448 39458 
Acetobacte 


gi 


3948831 39502 
Acetobacte 


gi 


gi 


219846262 


219846259 


219846237 


6S ribosomal RNA, partial sequence 3981260 39826 


Flavobacteriales; Flavobacteriaceae; 


219846222 
sequence 


4211641 42131 


gi 


219846060 


Pseu 


ref 


ref 


ref 


ref 


ref 


4220889 4222400 Bacillus 


63 


gi 


219846048 


S ribosoma 


ref 


3905392 390691 
domonadales; 


4003594 400502 


1 RN. 


Pse 
NR_025852.1 


Acidocel 
NR_025849.1 


Acidocel 
NR_025827.1 


NR_025812.1 


NR_025650.1 
macyae Bacte 


NR_025638.1 
A, partial s 


Halomonadaceae; 


Paenibacillus 
4 3905341 Paenibacillus 


Pseudomonas 
8 Pseudomonas 


udomonadaceae; 


Acidocella facilis 


54 Acidocella facilis Bacteria; 
raceae; 


Las 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 
raceae; 


la. 
Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 
Bizionia. 


Pontibacillus 
0 Pontibacillus 


Alicyclobacillus 
lobacillus vulcanalis 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Halobacillus locisalis 


locisalis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 
655354 Bacteria_16S 


Peptococcaceae; 


29144 29179 28 


Desulfotomaculum. 


63 


gi 


265679044 


amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 


amylolyticus Bacteria; 
655354 Bacteria_16S 
flavescens strain 


Microbacterium. 
655354 Bacteria_16S 
strain B 5329 16S 


655354 Bacteria_16S 


propionicum strain X2 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; Firmicutes; 
655354 Bacteria_16S 


Firmicutes; 


32257 32292 28 


48708 48751 28 


151998 152036 28 


Clostridia; 
244077 244120 27 


Lactobacillales; 


63 


71 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


67 


70 


strain LC 1 16S ribosomal RNA, partial sequence 


Firmicutes; 
655354 Bacteria_16S 


Clostridia; 


275638 275681 28 


eel 


strain Hbl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
655354 Bacteria_16S 
strain 70-159 16S 


655354 Bacteria_16S 


301357 301400 28 


315099 315154 1 


71 


ribosomal RNA, partial sequence 


53 


strain 2678 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 
655354 Bacteria_16S 


316563 316618 1 


53 


ref 


Lactobacillaceae; 


gi 


401 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


48372 


gi 


gi 


265679042 
31915 


265679031 


49856 


265678961 
15161 


Clostridiaceae; 


265678899 


243690 24511 


Clostridiales; Veillonellaceae; 


gi 


265678876 


275297 27676 


Epsilonproteobacteria; Campylobacterales; 


gi 


265678859 


300996 30245 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi 


265678850 


314818 31623 


gi 


strain MK (Kaplan) 16S ribosomal RNA, partial sequence 


265678849 


nomycineae; 


ref 


ref 


Ac 
ref 


Clos 
ref 


ref 


Helicobacte 


ref 


ref 


kettsiaceae; 


R 


ref 


28769 


33385 
Micrococ 


Actinobaculum 


7 #153137 Clostr 


1 Helicobacter 


NR_029352.1 
30312 

Lactobacill 
NR_029350.1 
Microb 
cineae; Micr 


NR_029339.1 


tinomycetace 
NR_029269.1 


tridium. 
NR_029207.1 


NR_029182.1 


raceae; Heli 
NR_029165.1 


NR_029155.1 


ickettsieae; 


Lactobacillus 
Lactobacillus 

us. 

Microbacterium 
acterium flavescens 
obacteriaceae; 


Actinobaculum schaalii 
schaalii Bacteria; 

ae; Actinobaculum. 
Clostridium 

idium propionicum 


Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 
Megasphaera. 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 


NR_029154.1 


Rickettsia akari 


316282 317695 Rickettsia akari Bacteria; 


NNNNNNNNNNGTAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGCTTGCTACTTTGCCGGCG 
AGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGCGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAATGTCTTCGGACCAAAGAGGGGGA 
CCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTGGTAGGTGAGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAG 
CCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAA 
GGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGGGATAAGGCGAATACCCTTATTCATTGACGTTACCCCGCAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTCAGATGTGAAATCCCCGGGCTTAACC 
TGGGAACTGCATTTGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAA 
GGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGC 
TGTGGTCTTGAACCGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTCAGAAGAGACTGGAGACAGTCTTGTGCCTTCGGGAACTGAGAGA 
CAAGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATACGGTCGGGAACTC 
AAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGA 
GAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATC 
AGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT TGCAAAAGAAGTAGGTAGCTTAACCTTCGGGGGGGCGCTT 
ACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATC 
CTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAAGCGCCTGGCCCCGACTTCTTCGGAACGAGGAGCCTTGCGACTGAGTGGCGGAC 
GGGTGAGTAACGCGTGGGCAACCTGCCTTGCACTGGGGGATAACAGCCAGAAATGGCTGCTAATACCGCATAAGACCGAAGCGCCGCATGGCGCGGCGGCCAAAG 
CCCCGGCGGTGCAAGATGGGCCCGCGTCTGATTAGGTAGTTGGCGGGGTAACGGCCCACCAAGCCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTATTTC 
GGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTT 
ATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTGGCTGGAGT 
GTCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATGACTGACGTTGAGGC 
TCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGACTACTAGGTGTCGGGTGGCAAGGCCATTCGGTGCCGCAGCAAACG 
CAATAAGTAGTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCTGATCTTGACATCCCGATGCCAAAGCGCGTAACGCGCTCTTTCTTCGGAACATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCAGTAGCCAGCATTTTGGATGGGCACTCTGGAGAGACTGCCAGGGAGAACCTGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGACCAGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAGGCGAACCCGCGAGGGTGGGCAAATCCCAAA 
AATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTG 
TACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGCCGGTGACCCAACCCGTAAGGGAGGGAGCCGTCGAAGGTGGGACCGATAACTGGGGTGAAGT 
CGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGA 
TCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGGACTTCGGTCTAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCCTT 
GCTGCGGAATAGCCCCGGGAAACTGGGATTAATACCGCATGAGCCCTCCTGGGCAAAGATTTATCGGCAAGGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGG 
GTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TCTTAGACAATGGGGGNAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAGCTAGGAAGATAATGACGGTACCAGCAG 
AAGAANCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCGGAAAGTT 
GGGGGTGAAATCGGGGCTCAACCCCAACTGCCTTCAAAACTATCGGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATT 
CGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGAT TAGATACCCTGGTAGTCCACGCCGT 
AAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCCAGGACAGCCGAGAGATCGGTCTCC 
ACTTCGGTGGCCTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACRCTCTCAGTTGCCAN 
CATTNNNNTGGGCACTCTNNNNNAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACNGGTTGGGCTACACACGTGCTAC 
AATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGNNCAGCAT 
GCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGNTCTACCCGACGGCCGTGCGCTAACCGCAAGGGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAAT 
ACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCATGCCATCAGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCG 
ACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGSAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGCGTTAAGGTTAATAACCTTATCGATTGACGTTAC 
CCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTT 
GTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAA 
TGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAAGTGCGAAAGCGTTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGGGTTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGT 
TAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACAGAACTTT 
CCAGAGATGGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCCGCAACGAGCGCAACC 
CTTATCCTTTGTTGCCAGCGGTTAGGCCGGGAACTCAAAGGAGACTGCCAAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAC 
CAGGGCTACACACGTTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACT 
CGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAAATATGCCTACCGGTGAATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGAGTAGAGRGGTAGCTTGCTACTTTGNGGCTTAGTGGCGGACG 
GGTGAGTAACGCGTGGGTAACCTNCCTATAAGGGGGGGATAACTTCCCGAAAGGAGAGCTAATACCGCATAAAGTTCTTTKCTGACATCAGTTGAGAACCAAAGG 
AGCAATCCGCTTAGAGATGGGTCCGCGTCCGATTAGCTAGTTGGTGAGGTAAGCTCCTACCAAGGCGACGATCGGTAGCCGGCCTGAGAGGGTGAACGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCTTGATGGAGCAATGCCGCGTGGGGGACGAAGGCCTT 
CGGATTGTAAACCCTTGCCTYCAGGGAAGAAGAAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGC 
GTTGTCCGGAATGACTGGGCGTAAAGCGCGTGCAGGCGGATTTTTAAGTCTGATGTGAAAGACCGGAGCTCAACTCCGGGATTGCGTCAGAAACTGGAAGTCTAG 
AGGCATGGAGAGGACAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTGTCTGGACATGANCTGACGCTGA 
GGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGCGGGTATCGACCCCTCCAGTGCCGCAGNA 
AACCCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATCCACGGAACCYTTYAGAGATRTGAGTGTGCYCTTCGGAGAATCGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCYTATCGCRAGTTRCCAGCAACWGAGATGGGGACTCTGGTRAGACTGCCCGGGATGACCAGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGGCGGTACAAACCGAAGCGAAGCCGCGAGGTGAAGCAAAC 
CGGAGAAAGCCAGTCTAAGTTCGGATTGTTCTCTGCAACTCGAGAACATGAAGTCGGAATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCACGAAAGT TGGCAACACCCGAAGTCGGTGAGGTAACCGCAAGAGAGCCAGCCGCCTAAGGTGGGGTTGATGATTGGGGT 
GAAGTCGTAACAAGGTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAGTTTTATCATGGCTCAGGACGAACGCTGGCGGC 
GTGCTTAACACATGCAAGTCGAACGGTGAACCCCTTCGGGGGGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGGCTCTGGGACAACCACT 
GGAAACGGTGGCTAATACCGGATACGACTCATCACCGCATGGTGTGTGGGTGGAAAGTTTTTCGGCTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGT 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


fever group. 


655354 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 


655354 Bacteria_16S 


oligofermentans s 
oligofermentans B 


655354 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


655354 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


655354 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
655354 Bacteria_16S 


azorensis strain 


Bacteria; Firmicu 


655354 Bacteria_16S 


strain 4N13 16S r 


Proteobacteria; G 


655354 Bacteria_16S 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


655354 Bacteria_16S 


strain HKU4 16S r 


Firmicutes; Lacto 


655354 Bacteria_16S 


satelles Bacteria 


655354 Bacteria_16S 


strain E6844 16S 


Firmicutes; Lacto 


spotted 


319471 319537 1 64 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
ibosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

455726 455791 1 63 gi| 265678747 |ref|NR_029052.1| Streptococcus 
train 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
acteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

496934 496999 1 63 gi|265678720|ref|NR_029025.1| Streptococcus 

M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

512277 512342 1 63 gi|265678710|ref|NR_029015.1]| Streptococcus 
CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

529073 529116 28 71 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 

Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

653491 653526 28 63 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
tes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

745716 745779 1 62 gi| 265678549 |ref|NR_028853.1| Acinetobacter tandoii 
ibosomal RNA, partial sequence 745469 746793 Acinetobacter tandoii Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

749841 749904 1 62 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
in 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

775531 775596 1 63 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
ibosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

783285 783320 28 63 gi|265678523|ref|NR_028827.1| Shuttleworthia 

satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

897208 897273 1 63 gi|265678446|ref|NR_028748.1| Enterococcus avium 
ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

911166 911201 28 63 gi|265678437|ref|NR_028739.1| Leifsonia poae strain 


655354 Bacteria_16S 
ibosomal RNA, partial sequence 


VKM Ac-1401 16S r 


910794 91228 
ococcineae 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


strain BT-H1 16S 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

655354 Bacteria_16S 994544 994579 28 63 gi| 265678381 |ref|NR_028683.1 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Acidaminobacter. 

655354 Bacteria_16S 1021882 10219471 63 gi| 265678363 |ref|NR_028665.1 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 102306 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus 
655354 Bacteria_16S 1023453 1023518 1 63 gi|265678362|ref|NR_028664.1 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

655354 Bacteria_16S 1047911 1047954 28 71 gi|265678346|ref|NR_028648.1 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 10490 

Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
Micromonospora. 

655354 Bacteria_16S 1100456 1100491 28 63 gi| 265678309 |ref|NR_028611.1 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 11015 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

655354 Bacteria_16S 1117193 1117258 1 63 gi| 265678297 |ref|NR_028598.1 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

655354 Bacteria_16S 1129265 1129320 1 53 gi|253680770|ref|NR_028018.1 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

655354 Bacteria_16S 1183808 1183843 28 63 gi| 228717037 |ref|NR_027558.1 


colihominis DSM 17241 16S ribosomal RNA, partial sequence 
Clostridiales; 


17241 Bacteria; 


tes; 
655354 Bacteria_16S 


Firmicutes; 


915790 9 


939008 9 


ribosomal RNA, 


Clo 


Lactobacillales; 


15855 1 63 


39043 27 62 
complete sequence 


stridia; 


gi 


n 1877 16S ribosomal RNA, partial sequ 
Streptococcaceae 


gi 


ence 9154 


, 


265678434 


Streptoc 
265678419 
938639 94015 


; Microbacteriac 
ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028721.1 


4 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Streptococcus 

ococcus intermedius 
ccus anginosus group. 
Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Streptococcus 

0 Streptococcus 
Streptococcus mitis 

mitis Bacteria; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Rickettsia rickettsii 
Bacteria; 


Rickettsia; spotted 


Anaerotruncus 


1183485 1184849 Anaerotruncus colihominis DSM 


Ruminococcaceae; Anaerotruncus. 


655354 Bacteria_ 


gallinaceus strai 
gallinaceus Bacte 


655354 Bacteria_ 


dysgalactiae subs 


16S 1224491 1224556 1 63 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
16S 1322726 1322791 1 63 gi 
p- dysgalactiae strain ATCC 43078 16S 


219878314 
1 sequence 
ptococcace 
228715345 
ribosomal 


ref|NR_025453.1 

1224170 122567 
Streptococc 
NR_027517.1 
partial se 


ae; 
ref 
RNA, 


u 


q 


Streptococcus 
1 Streptococcus 
s. 
Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


Streptococcus. 


655354 Bacteria_16S 1410338 1410403 1 63 gi|224581432|ref|NR_027214.1| Streptococcus 

pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 

pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

655354 Bacteria_16S 1497091 1497126 28 63 gi|219846665|ref|NR_026257.1| Halanaerobium 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

655354 Bacteria_16S 1524118 1524153 28 63 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 

strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 


Bacteria; 
655354 Bacteria_ 
subsp. 
equi subsp. 
655354 Bacteria_ 
strain 16351 16S 
Firmicutes; 
655354 Bacteria_ 
strain ATCC 19645 
Firmicutes; 


entericus strain 


entericus Bacteri 
655354 Bacteria_16S 
myxococcoides str 
myxococcoides Bac 


Sporocytophaga. 


655354 Bacteria_16S 
intestinalis stra 
intestinalis Bact 
655354 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; 


strain DSM 12654 
Firmicutes; Bacil 


655354 Bacteria_16S 
jannaschiana stra 
jannaschiana Bact 
655354 Bacteria_16S 


strain DSM 2665 1 


Bacteria; 


sibiricum strain 
Bacteria; 


strain ATCC 29178 
Firmicutes; 


strain MIT 97-507 
Proteobacteria; E 


655354 Bacteria_16S 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


655354 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


655354 Bacteria_16S 


Firmicutes; 
ruminatorw 
rumin 


Clost 


Lacto 
655354 Bacteria_16S 


Lacto 
655354 Bacteria_16S 


Firmicu 
655354 Bacteria_16S 


Lacto 
655354 Bacteria_16S 


ridia; 
16S 


Clostridiales; Clostridiaceae; 
1744700 1744765 1 63 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1764411 1764476 1 63 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1817504 1817577 1 71 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


1837317 1837352 28 63 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1838880 1838915 28 63 gi 


Lactobac 
gi 


bacillales; Lactobacillaceae; 
1911678 1911713 28 63 


lales; Planococcaceae; Ureibacillus. 

2012758 2012801 28 71 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2014218 2014261 28 71 gi 


al 


2102569 2102634 1 63 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2104171 2104206 28 63 gi 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
2258686 2258751 1 63 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2292368 2292411 28 71 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2328551 2328586 28 63 gi 
n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 
; Microbacterium. 

2331601 2331644 28 71 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


e 


oc 


Ss; 


al 


s 
ri 


2416702 2416767 1 63 


gi 


cl 


oc 
219878361 
eq 
oc 
219878324 

sequenc 
phingoba 


al 
Ss 


ri 


6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
655354 Bacteria_16S 
submarinus strain 
Proteob 
655354 Bacteria_16S 


YP 


ib 


Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
16S 1609133 1609198 1 63 gi|219878470|ref|NR_025609.1 
m strain CECT 5772 16S ribosomal RNA, partial sequence 160886 
atorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; 
16S 1670018 1670053 28 63 gi|219878428|ref|NR_025567.1 
ribosomal RNA, partial sequence 1669639 16711 


cus. 


uence 


219878310 
s 
to. 


equence 


lus. 


219878187 
enc 
odo 
219878186 


sequ 
a; Rh 


153 
homon 


21 
riona 


022 


ce 21038 
iaceae; 


22583 
cus. 


219857536 


22920 


sequenc 


Actinomyc 


219857508 


equence 
a; 


219857448 


didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 


didelphis Bacteri 


a; Firmicutes; Lactobacillales; 


Streptococcaceae; 


ostridiu 
219878377 
17443 


occaceae; 


bacillac 
219878309 
6S ribosomal RNA, partial sequence 1838512 18400 
il 
219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


ada 
219878118 


les 
219878117 

en 
id 
219857560 


Helicob 
219857510 


Campy 


m. 
ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025500.1 

1764167 176550 
; Streptococcus. 
ref|NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref|NR_025448.1 
21 Lactobacillus 


ref |NR_025394.1 
21 Ureibacillus 


ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 
ceae; Hyphomonas 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025148.1 
45 2259880 Strept 


ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


ref|NR_025096.1 
2331268 233272 
lobacterales; He 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Streptococcus 
1 Streptococcus 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Ureibacillus terrenus 


terrenus Bacteria; 


Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Anoxynatronum 
atronum sibiricum 


Streptococcus iniae 
ococcus iniae Bacteria; 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 
Microbacterium 

4 Microbacterium 
cineae; 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


ref|NR_025036.1 
2416361 241786 
Streptococcus. 


Streptococcus 
5 Streptococcus 


655354 Bacteria_16S 2428763 2428798 28 63 gi| 219857438 |ref|NR_025026.1 
Sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 242981 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desu 
655354 Bacteria_16S 2466761 2466796 28 63 gi|219857405|ref|NR_024993.1 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 24678 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

655354 Bacteria_16S 2495237 2495302 1 63 gi|219857386|ref|NR_024974.1 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 249625 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
655354 Bacteria_16S 2536157 2536200 28 71 gi|219857353|ref|NR_024941.1 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 25371 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
655354 Bacteria_16S 2537516 2537559 28 71 gi|219857352|ref|NR_024940.1 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 25385 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
655354 Bacteria_16S 2538920 2538963 28 71 gi|219857351|ref|NR_024939.1 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 25399 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 

655354 Bacteria_16S 2540250 2540293 28 71 gi|219857350|ref|NR_024938.1 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 25412 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 

655354 Bacteria_16S 2541655 2541698 28 71 gi| 219857349 |ref|NR_024937.1 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 25426 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
655354 Bacteria_16S 2563063 2563106 28 71 gi|219857335|ref|NR_024923.1 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 256415 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales 
Helicobacter. 

655354 Bacteria_16S 2590710 2590775 1 63 gi|219857274|ref|NR_024905.1 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Entero 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

655354 Bacteria_16S 2663862 2663927 1 63 gi|219857214|ref|NR_024842.1 


parasanguinis str 


parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; 
655354 Bacteria_16S 2665424 2665489 1 63 gi|219857213|ref|NR_024841.1 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 266654 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
655354 Bacteria_16S 2671465 2671508 28 71 gi| 219857208 |ref|NR_024836.1 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter 

Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
655354 Bacteria_16S 2747882 2747917 28 63 gi| 219857155 |ref|NR_024783.1 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
655354 Bacteria_16S 2924433 2924498 1 63 gi|219856840|ref|NR_024659.1 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

655354 Bacteria_16S 2956031 2956066 28 63 gi| 219856819 |ref|NR_024638.1 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 295711 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Microbacteriaceae; Microbacterium. 

655354 Bacteria_16S 2962008 2962073 1 63 gi| 219856815 |ref|NR_024634.1 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

655354 Bacteria_16S 2963557 2963622 1 63 gi|219856814|ref|NR_024633.1 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

655354 Bacteria_16S 3063982 3064047 1 63 gi|219846879|ref|NR_026471.1 


strain S369-98-1 
Firmicutes; Lacto 


655354 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


655354 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


655354 Bacteria_16S 


strain DSM 3963 1 


16S ribosomal RNA, partial sequence 3063651 30650 


bacillales; Streptococcaceae; Streptoc 
3120992 3121027 28 63 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3122539 3122574 28 63 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3170876 3170919 28 71 gi 


Deinoco 
gi 


Deinococci; Deinococcales; 
3216394 3216459 1 63 


ain ATCC 15912 16S ribosomal RNA, part 


occus. 


equence 
llaceae; 


en 


ur 


ccaceae; 


ial sequen 


219846841 


219846840 
ce 31221 
inibacil 
219846807 
6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 


655354 Bacteria_16S 219846776 


ce 2663526 266503 


27 Streptococcus 


ref |NR_026433.1 

3120644 312214 
Aneurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref|NR_026399.1 


eino 
ref 


D coccus. 


Desulfotomaculum 
8 Desulfotomaculum 
lfotomaculum. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Streptococcus 
6 Streptococcus 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
s. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
s. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


v 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Arthrobacter russicus 


russicus Bacteria; 
e: 


Arthrobacter. 
Streptococcus peroris 
peroris Bacteria; 


v 


Microbacterium 
4 Microbacterium 
coccineae; 


Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Streptococcus ovis 
ovis Bacteria; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


NR_026368.1 


Streptococcus 


thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 


Bacteria; Firmicu 


tes; Lactobacillales; Streptococcaceae 


’ 


Streptococcus. 


655354 Bacteria_16S 3296721 3296756 28 63 gi 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachno 
655354 Bacteria_16S 3375885 3375920 28 63 gi 
saccharolyticum subsp. senegalense strain DSM 7379 16S 

Halanaerobium saccharolyticum subsp. 
Halanaerobiales; Halanaerobiaceae; 
655354 Bacteria_16S 3475318 3475353 28 


Halanaerobium. 


63 gi 


219846723 
ence 32963 
spiraceae; 
219846666 
ribosomal 


219846592 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
655354 Bacteria_16S 3508535 3508570 28 63 gi 
liquefaciens strain DSM 20638 16S ribosomal RNA, partia 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae 
Microbacteriaceae; Microbacterium. 

655354 Bacteria_16S 3597126 3597165 28 67 gi 
lentocellum strain RHM5 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachno 
655354 Bacteria_16S 3634860 3634903 28 71 gi 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
655354 Bacteria_16S 3679191 3679246 1 53 gi 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial se 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobact 
Rickettsia; spotted fever group. 

655354 Bacteria_16S 3762948 3762983 28 63 gi 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, parti 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostrid 
655354 Bacteria_16S 3773262 3773327 1 63 gi 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 
655354 Bacteria_16S 3780911 3780966 1 53 gi 
strain RB 16S ribosomal RNA, partial sequence 


ne 
219846570 
1 


219846509 
ence 35967 
spiraceae; 
219846482 
36345 
ob 
219846451 
quence 
eria; 


219846390 
al sequenc 
iales; Lac 
219846382 
ence 37729 
omonadales 
219846376 


3780594 37820 


bacterin 


sequence 
Actinomy 


acterale 


Rick 


ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_026258.1 
RNA, partial se 


ref |NR_026184.1 
eae; Nocardiacea 
ref|NR_026162.1 

3508192 350966 
cetales; Microco 


ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref |NR_026042.1 

3678896 368032 
ettsiales; Ricke 


ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref |NR_025967.1 


q 
senegalense Bacteria; Firmicutes; Clostridia; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Halanaerobium 
uence 3375527 3377012 


Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Microbacterium 

5 Microbacterium 

ccineae; 


Clostridium 

idium lentocellum 

m. 

Helicobacter rodentium 

bacter rodentium 

ceae; Helicobacter. 
Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Rickettsia honei 


84 Rickettsia honei Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

655354 Bacteria_16S 3800434 3800524 1 88 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium ciceri Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

655354 Bacteria_16S 3801974 3802017 28 7a gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

655354 Bacteria_16S 3818834 3818877 28 71 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

655354 Bacteria_16S 3820365 3820408 28 71 gi|219846349|ref|NR_025940.1| Helicobacter 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

655354 Bacteria_16S 3841510 3841545 28 63 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

655354 Bacteria_16S 3846055 3846110 1 53 gi|219846331|ref|NR_025921.1| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

655354 Bacteria_16S 3847545 3847600 1 53 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 

655354 Bacteria_16S 3849035 3849090 1 53 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 


strain Mtul 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
fever group. 
655354 Bacteria_16S 3876499 3876562 27 90 

strain Wai33 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 
655354 Bacteria_16S 3896660 3896725 1 63 gi 
muriaticus strain X-1 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; 
655354 Bacteria_16S 4117197 4117262 1 63 gi 


gi 


3848728 38501 


kettsiacea 


219846311 


3876152 38776 


Thermus. 

219846297 
ce 38963 
Tetrageno 
219846139 


strain ON59 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 


occus. 


e; Rickettsieae; 


ref |NR_025901.1 


ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Tetragenococcus 
enococcus muriaticus 


ref|NR_025729.1 


Streptococcus minor 


4116858 4118354 Streptococcus minor Bacteria; 


655354 Bacteria_16S 4242245 42423101 63 gi|219846040|ref|NR_025630.1 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 424342 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococ 
655354 Bacteria_16S 45653 45695 28 70 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
655354 Bacteria_16S 62443 62533 1 88 gi| 265679022 |ref|NR_029330.1 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
655354 Bacteria_16S 65504 65546 28 70 gi|265679020|ref|NR_029328.1 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
655354 Bacteria_16S 77419 77484 1 63 gi|265679012|ref|NR_029320.1 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 

joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfospira. 

655354 Bacteria_16S 115573 115615 28 70 gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

655354 Bacteria_16S 117128 117170 28 70 gi|265678984|ref|NR_029292.1 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

655354 Bacteria_16S 120151 120193 28 70 gi| 265678982 |ref|NR_029290.1 
strain 136 16S ribosomal RNA, partial sequence 119823 12132 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
655354 Bacteria_16S 200931 201004 1 71 gi|265678929|ref|NR_029237.1 


strain 22 16S rib 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 
655354 Bacteria_16S 226996 227038 28 70 gi| 265678911 
aichiense strain 49005 16S ribosomal RNA, partial sequence 22663 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

655354 Bacteria_16S 228502 228544 28 70 gi| 265678910 
strain 47001 16S ribosomal RNA, partial sequence 228138 22959 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
655354 Bacteria_16S 230010 230052 28 70 gi| 265678909 
strain 358 16S ribosomal RNA, partial sequence 229646 23110 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
655354 Bacteria_16S 254554 254644 1 88 gi| 265678892 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipi 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
655354 Bacteria_16S 260433 260523 1 88 gi| 265678887 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
655354 Bacteria_16S 261933 261998 1 63 gi| 265678885 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobac 
Rubrobacteraceae; Rubrobacter. 

655354 Bacteria_16S 266510 266575 1 63 gi| 265678882 
strain OXB 16S ribosomal RNA, partial sequence 266185 26767 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 
655354 Bacteria_16S 283155 283220 1 63 gi| 265678871 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulfobacter. 

655354 Bacteria_16S 335115 335157 28 70 gi| 265678834 
subtile strain F395 16S ribosomal RNA, partial sequence 33475 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bi 
655354 Bacteria_16S 351644 351734 1 88 gi| 265678823 
strain MB312 16S ribosomal RNA, partial sequence 351363 35277 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; R 
655354 Bacteria_16S 359021 359055 28 62 gi| 265678815 


strain YIM 70081 


osomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_16S 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


655354 Bacteria_16S 


360567 360601 28 62 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


403138 403180 28 70 gi 


200572 20203 


16S ribosomal RNA, partial sequence 358665 36015 


ococcineae 

265678814 
sequence 
Actinomyc 


ncertae Sedis; H 
ref|NR_029219.1 
2 228087 Mycoba 
nebacterineae; M 


ref|NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
eae; Mycobacteri 
ref |NR_029200.1 
a broomeae Bacte 


ref |NR_029195.1 


hizobium/Agroba 


6314 


les; Rubrob 


ref|NR_029188.1 


ceae; Oxalobact 


ref 


e 


3 


cterale e 


ref|NR_029139.1 
5 336267 Bifido 
fidobacteriaceae 
ref |NR_029128.1 


hodobium. 
ref|NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029119.1 

360205 361665 
etales; Micrococ 


265678786 


hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 


Streptococcus 
4 Streptococcus 
cus. 

Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 

Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 


Desulfospira 
Desulfospira 
sulfobacteraceae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Corynebacterium 
Corynebacterium 


rineae; 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 


eae; Cellulomonas. 
Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 

Afipia broomeae strain 
ria; Proteobacteria; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rubrobacter 
Rubrobacter 

cterineae; 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


r. 
Desulfobacter 
Desulfobacter 

sulfobacteraceae; 


Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Rhodobium orientis 


, 


0 Rhodobium orientis Bacteria; 


Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


v 


ref|NR_029091.1 
402781 404300 


Streptomyces 
Streptomyces 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
655354 Bacteria_16S 


strain YIM 70085 


Nesterenkonia. 


655354 Bacteria_16S 
kentuckyensis str 


kentuckyensis Bac 


Pseudonocardiacea 
655354 Bacteria_16S 
rhizosphaerae str 


rhizosphaerae Bac 
Pseudomonas. 


655354 Bacteria_16S 
mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 
655354 Bacteria_16S 


strain AU476 16S 


J18 16S ribosomal 
Actinobacteridae; 


655354 Bacteria_16S 


boenickei strain 
Bacteria; Actinob 
Mycobacterium. 


655354 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


655354 Bacteria_16S 


IMMIB R-145 16S r 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


655354 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


655354 Bacteria_16S 


strain CE2105 16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


655354 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


655354 Bacteria_16S 


strain M343/98/2 


strain SCII24 16S 


grignonense strai 
grignonense Bacte 


655354 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


655354 Bacteria_16S 


strain 216 16S ri 


Streptomyces. 


421689 421731 28 70 gi 


429487 429521 28 62 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


437283 437325 28 70 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 

444904 444938 28 62 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


460207 460249 28 70 gi 
in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

464716 464806 1 88 
ribosomal RNA, partial sequence 


gi 


466248 466290 28 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
479981 480023 28 70 gi 
W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


70 gi 


509275 509317 28 70 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

544266 544308 28 70 
ibosomal RNA, partial sequence 


gi 


552002 552044 28 70 gi 
613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


580687 580729 28 70 gi 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

629179 629269 1 88 
ribosomal RNA, partial sequence 


gi 


641443 641477 28 62 gi 
rain EL-30 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
esterenkonia. 

647673 647715 28 70 gi 
Actinomycetales; Micrococcineae; Micr 
673191 673233 28 70 gi 


677809 677899 1 88 
ribosomal RNA, partial sequence 


gi 


679254 679344 1 88 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
704731 704765 28 62 gi 
EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
655354 Bacteria_16S 
halotolerans stra 
halotolerans Bact 


464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
655354 Bacteria_16S 
465880 467346 Rothi 


543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
655354 Bacteria_16S 


628893 63029 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
655354 Bacteria_16S 


somal RNA, partial sequence 647310 648789 Kocur 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
655354 Bacteria_16S 
677507 67890 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
655354 Bacteria_16S 


265678773 


ococcineae; 


265678768 
sequence 
Actinomy 


’ 


265678763 
rtial sequ 


265678758 
quence 
eria; Pseu 
265678744 
quence 


265678741 


Rhodospiri 
265678740 


ococcaceae; 


265678731 
nce 47962 
ales; Cory 


265678712 
quence 
inomycetal 


265678689 


nebacterin 
265678684 
e 55170 
ales; Cory 


265678665 
sequence 


265678631 


Rhodospiri 
265678623 

sequence 

ae; 


265678619 


ococcaceae; 


265678600 


nomycineae; 


265678597 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678579 
ence 70441 
ales; Prop 


707555 707589 28 62 
bosomal RNA, partial sequence 


gi 


265678577 


ref 
0 Yaniella halotolerans Bacteria; 


ref 
429128 43061 
ceta 


ref 
ence 
e; Actinomycet 


ref 
444544 446074 
domo 


ref 
459859 461323 
Actinomyceta 


ref 
9 Inquilinus limosus Bacteria; 
llac 
ref 
a amarae Bacter 


ref 
3 481120 Mycob 
neba 


ref 
508981 51033 
es; 


ref 
4 Nocardia puris Bacteria; 
eae; 
ref 
3 553077 Coryn 
neba 


ref 
580337 58181 
Actinomyceta 


ref 
8 Roseospira marina Bacteria; 
llac 
ref 
641107 642573 
Actinomyce 


ref 
ia p 


ref 
5 Actinomyces coleocanis Bacteria; 


ref 
4 Ochrobactrum 
chro 
ref 
678955 68042 
iale 
ref 
6 705838 Friedm 
ioni 


ref 
707255 708617 Luteococcus peritonei Bacteria; 


Ya 


Ro 


Ko 


Ac 


Streptomy 
NR_029078.1 


niellaceae; 
NR_029073.1 
0 
les; Microco 
NR_029068.1 

436922 


ales; Pseudo 


NR_029063.1 


nadales; Pse 


NR_029049.1 


les; Pseudon 


NR_029046.1 


eae; Inquili 
NR_029045.1 
i 
thia. 
NR_029036.1 
a 
cterineae; M 
NR_029017.1 
1 
Corynebacter 
NR_028994.1 


Nocardiacea 
NR_028989.1 
e 
Cc 


cterineae; 


NR_028970.1 
7 
b 


les; Coryne 


NR_028936.1 


eae; Roseosp 
NR_028928.1 
tales; Micro 
NR_028924.1 
olaris Bacte 


curia. 
NR_028905.1 


tinomycetace 
NR_028902.1 


bactrum. 
NR_028901.1 
6 
s; Brucellac 
NR_028884.1 


bacterineae; 


cineae; 
Yaniella halotolerans 


Yaniella. 
Nesterenkonia 
Nesterenkonia 

ccineae; Micrococcaceae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


Inquilinus limosus 


nus. 
Rothia amarae strain 
a; Actinobacteria; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


Corynebacterium 
Corynebacterium 
ineae; 


Nocardia puris strain 


e; Nocardia. 
Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Mycobacterium 
Mycobacterium 
acterineae; 


Roseospira marina 
ira. 

Nesterenkonia 
Nesterenkonia 


coccineae; 


Kocuria polaris strain 
ria; Actinobacteria; 


Actinomyces coleocanis 


ae; Actinomyces. 
Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 
eae; Ochrobactrum. 
Friedmanniella 
anniella lacustris 
Nocardioidaceae; 


NR_028882.1 


Luteococcus peritonei 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Luteococcus. 


655354 Bacteria_16S 
strain TH-3 16S r 


715218 715308 1 88 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


655354 Bacteria_16S 
train YIM 90007 16S ribosomal RNA, par 


paurometabolica s 


739884 739926 28 70 gi 


714920 71638 


265678571 


obacteriac 
265678554 
tial seque 


ref |NR_028876.1 
Aminobacter 
NR_028858.1 

739522 


eae; 
ref 
nce 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 
655354 Bacteria_16S 


strain YIM90005 1 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


655354 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


655354 Bacteria_16S 


strain J72 16S ri 


strain CCBAU 7190 


; Pseudonocardiaceae; 


773960 774002 28 70 gi 


777088 777130 28 70 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

778621 778686 1 63 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
789332 789374 28 70 gi 
bosomal RNA, partial sequence 


793877 793967 1 88 gi 
B 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


655354 Bacteria_16S 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


655354 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


655354 Bacteria_16S 


gasicomitatum str 


gasicomitatum LMG 
655354 Bacteria_16S 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


655354 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


655354 Bacteria_16S 


strain Y9 16S rib 


838265 838299 28 62 
ribosomal RNA, partial sequence 


gi 


Stre 
853173 853238 1 63 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


854766 854800 28 62 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 
856335 856369 28 62 gi 
ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; Lactobaci 
875973 876015 28 70 gi 
n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


917397 917439 28 70 
ibosomal RNA, partial sequence 


gi 


Cory 
918962 919004 28 70 gi 
ibosomal RNA, partial sequence 
Cory 
956048 956138 1 88 gi 
strain BN12 16S ribosomal RNA, partial 


Bacteria; Proteobacteria; Alphaproteob 


963748 963790 28 
osomal RNA, partial sequence 


70 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


655354 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


655354 Bacteria_16S 


strain SH22623 16 


971463 971505 28 70 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
1024929 1025019 1 88 gi 
S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


655354 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


655354 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


655354 Bacteria_16S 


1030989 1031031 28 70 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1053925 1053967 28 70 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1056908 1056998 1 88 gi 


Saccharomonospor 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
655354 Bacteria_16S 


789013 79048 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
655354 Bacteria_16S 


837961 83941 


917039 91855 


918602 92011 


963457 96488 


1024681 10260 


a. 
265678530 


donocardin 
265678528 
sequence 
dae; Actin 


265678526 
ce 77827 
acterales; 
265678519 


nebacterin 
265678516 

79361 
biaceae; R 
265678487 


ptosporang 
265678477 
quence 

ria; Desul 


265678475 
equence 
dae; Actin 


265678474 
sequence 

llales; Le 
265678461 
nce 87568 
ales; Stre 


265678433 


nebacterin 
265678432 


nebacterin 
265678408 
sequence 
acteria; R 
265678402 


nebacterin 
265678396 
97110 
obacterale 
265678361 


biaceae; R 
265678357 
quence 

Actinomyc 


265678341 
uence 
teria; Cam 


265678339 


ref|NR_028834.1 
eae; Pseudonocar 
ref|NR_028832.1 

776745 778221 
omycetales; Cory 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref|NR_028823.1 


eae; Gordoniacea 
ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028790.1 


ineae; Streptosp 
ref |NR_028780.1 

852834 854357 
fobacterales; De 


ref|NR_028778.1 
854408 855931 
omycetales; Prop 


ref|NR_028777.1 

855982 857475 
uconostoc. 
ref |NR_028764.1 
6 877087 Strept 
ptomycineae; Str 
ref|NR_028735.1 
Gordoniacea 
NR_028734.1 


eae; 
ref 


eae; Gordoniacea 
ref|NR_028710.1 

955748 957207 
hizobiales; Phyl 
ref |NR_028704.1 
eae; Nocardiacea 
ref |NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref |NR_028663.1 


hizobium/Agrobac 
ref|NR_028659.1 
1030633 103211 
etales; Micromon 


ref|NR_028643.1 
1053566 105500 
pylobacterales; 


ref|NR_028641.1 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Gordonia 
Gordonia 
nebacterineae; 


Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 

Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Desulforegula 
Desulforegula 

sulfobacteraceae; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Leuconostoc 
Leuconostoc 


Streptomyces 
omyces scopiformis 


eptomycetaceae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Pseudaminobacter 
Pseudaminobacter 

lobacteriaceae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Campylobacter lanienae 
obacter lanienae 

aceae; Campylobacter. 
Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Micromonospora 

4 Micromonospora 

osporineae; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Rhodopseudomonas 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Rhodopseudomonas. 


655354 Bacteria_16S 
strain I-273 16S 


655354 Bacteria_16S 
strain ES10.1 16S 


655354 Bacteria_16S 


strain IMMIB R-1434 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


655354 Bacteria_16S 
variabilis strain 


Isoptericola. 
655354 Bacteria_16S 


frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; 


1115691 1115749 1 


1130775 1130809 28 


1147455 1147489 28 


1226053 1226095 28 


1235196 1235238 28 


Mycobacteriaceae; Mycobacterium. 


655354 Bacteria_16S 


1238226 1238316 1 


56 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Kine 


62 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


62 


70 


70 


88 


gi 


1115364 11168 


gi 


1130448 1131904 Nocardiopsis 


Streptosporangineae; 


gi 


gi 


MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


niigataensis strain DSM7050 16S ribosomal RNA, partial 


niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; 


655354 Bacteria_16S 


aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; 


655354 Bacteria_16S 
temperatum strain 


655354 Bacteria_16S 


1239742 1239832 1 


1242730 1242820 1 


1245799 1245841 28 


88 


88 


70 


strain 13.4 16S ribosomal RNA, partial sequence 


655354 Bacteria_16S 


hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parac 


655354 Bacteria_16S 


urealyticum DSM 7109 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


DSM 7109 Bacteria; 


1247261 1247326 1 


1290792 1290834 28 


Corynebacteriaceae; Corynebacterium. 


655354 Bacteria_16S 


thermoviolaceus subsp. thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Acti 
Actinomycetales; 


Actinobacteridae; 
655354 Bacteria_16S 
str. 


655354 Bacteria_16S 


1307403 1307445 28 


1316586 1316620 28 


1325824 1325858 28 


63 


70 


70 


Streptomycineae; 


62 


Twist 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


62 


YIM 30243 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


655354 Bacteria_16S 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Beutenbergia. 
655354 Bacteria_16S 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brachybacterium. 
655354 Bacteria_16S 


1333503 1333545 28 


1345735 1345769 28 


1350335 1350377 28 


70 


62 


70 


DSM 43247 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


655354 Bacteria_16S 


1424063 1424128 1 


63 


strain B4P 16S ribosomal RNA, partial sequence 


655354 Bacteria_16S 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 14315 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 


655354 Bacteria_16S 


1431873 1431907 28 


1438006 1438071 1 


62 


63 


strain S2 16S ribosomal RNA, partial sequence 


655354 Bacteria_16S 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 14484 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 
655354 Bacteria_16S 


1448799 1448841 28 


1451713 1451755 28 


70 


70 


gi 


gi 


SDW 018 16S ribosomal RNA, partial sequence 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 
12 
gi 


gi 


gi 


265678298 


253680769 


253680758 


219878300 


219878254 


219878163 


sequence 


219878162 


219878114 


219857484 


219857449 


228720812 
12904 


228721493 
16S ribos 


nebacterineae; 


Micrococcineae; 


Rhizobiales; 
Rhizobiales; 
Rhizobiales; 
45479 1246880 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


hlamydiaceae; 


tinomycetales; 


ref|NR_028599.1 


ref |NR_028017.1 


ref|NR_028006.1 


ref |NR_025439.1 


ref |NR_025393.1 


ref |NR_025302.1 
1237929 123939 


ref |NR_025301.1 
1239445 124091 


ref|NR_025253.1 
1242462 124386 


ref|NR_025072.1 


ref|NR_025037.1 
1246931 124845 
ref 


NR_027597.1 


ref 
omal 


NR_027616.1 
RNA, partia 


Neochlamydia. 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
osporiineae; Kineosporiaceae; Kineosporia. 


Nocardiopsis exhalans 


exhalans Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Nocardia ignorata 


1147115 1148603 Nocardia ignorata Bacteria; 
Nocardiaceae; Nocardia. 


Isoptericola 


1225722 1227193 Isoptericola variabilis 
Promicromonosporaceae; 


Mycobacterium 


1234868 1236341 Mycobacterium 
Actinomycetales; Corynebacterineae; 


Aminobacter 
4 Aminobacter 


Phyllobacteriaceae; Aminobacter. 


Aminobacter 
4 Aminobacter 


Phyllobacteriaceae; Aminobacter. 


Mesorhizobium 
4 Mesorhizobium 


Phyllobacteriaceae; Mesorhizobium. 


Amycolatopsis rubida 
rubida Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Neochlamydia 
9 Neochlamydia 


Corynebacterium 


53 1291853 Corynebacterium urealyticum 
Corynebacterineae; 


Streptomyces 
1 sequence 
nobacteria; 


1307063 


Streptomycetaceae; Streptomyces. 
gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
1316224 1317707 Tropheryma whipplei str. Twist 
Micrococcineae; Tropheryma. 
gi|219846136|ref|NR_025726.1| Nocardia alba strain 
1325499 1326944 Nocardia alba Bacteria; 
Nocardiaceae; Nocardia. 
gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 


gi 


gi 
13 


gi 


1423741 14252 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


gi 


gi 


1437684 14391 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


gi 


gi 


Micr 


228720938 


228720546 
49993 13514 
Cory 
224581442 


224581434 


224581429 


224581421 


Micr 


32 Beutenbergia 
ococcineae; Beut 


ref|NR_027599.1 
82 1346861 Brachy. 
Micrococcineae; 
ref|NR_027594.1 


nebacterineae; G 
ref |NR_027224.1 


; Thauera. 
ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref 


NR_027211.1 


; Thauera. 

ref |NR_027202.1 
60 1449852 Promic 
ococcineae; Prom 


224581419 


endolithica strain AA459 16S ribosomal RNA, partial sequence 


cavernae DSM 12333 


enbergiaceae; 
Brachybacterium 
bacterium faecium DSM 


Dermabacteraceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Leptospirillum 
pirillum ferrooxidans 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Promicromonospora 
romonospora aerolata 
icromonosporaceae; 


ref|NR_027200.1 
1451367 145284 


Micromonospora 
3 Micromonospora 


endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


655354 Bacteria_ 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 


655354 Bacteria_16S 1465243 1465308 1 63 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

655354 Bacteria_16S 1468251 1468316 1 63 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

655354 Bacteria_16S 1474252 1474294 28 70 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 1488085 1488127 28 70 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 1494095 1494137 28 70 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 


16S 1453244 1453286 28 70 gi 
strain G2-1 16S ribosomal RNA, partia 


Bacteria; Actinobacteria; Actinobacte 


1 


224581418 


ridae; Act 


ref 
sequence 


1452894 14543 
inomycetales; M 


NR_027199.1 


8 
icrococcineae; 


Arthrobacter 
1 Arthrobacter 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


655354 Bacteria_ 
pseudovaccinii st 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiaceae; Noc 
655354 Bacteria_ 
matsumotoense str 
mMatsumotoense Bac 
Micromonosporaceae; Micromonospora. 
655354 Bacteria_ 
canariasense stra 


canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Mycobacteriaceae; Mycobacterium. 

655354 Bacteria_16S 1563305 1563347 28 70 gi|219846103|ref|NR_025693.1 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 156296 


pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardiaceae; Amycolatopsis. 
655354 Bacteria_16S 1569299 1569389 1 88 gi| 219878173 |ref|NR_025312.1 


lusatiensis strain S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 
655354 Bacteria_ 
faecalis strain gc 16S ribosomal RNA, partial sequence 
Proteob 
655354 Bacteria_ 


Bacteria; 


Bacteria; 


Micromonosporineae; Micromonosporaceae; 
16S 1521002 1521044 28 70 gi 
rain DSM 43406 16S ribosomal RNA, part 


16S 1572317 1572407 1 88 2 


gi 


acteria; Alphaproteobacteria; Rhizobia 


16S 1579905 1579995 1 88 gil|2 


219857610 
1 sequence 1520665 15221 
Actinomycetales; 


ia 


le 


le 


Couchiop 
ref 


ardia. 

16S 1531715 1531757 28 70 gi|219857427|ref|NR_025015.1 
ain IMSNU 22003 16S ribosomal RNA, partial sequence 153135 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 

16S 1560371 1560413 28 70 gi| 219846147 |ref|NR_025737.1 
in 502329 16S ribosomal RNA, partial sequence 1560055 156148 


15690 
s; Phyllobac 
19857383 |ref 
15720 
s; Bradyrhiz 
19878491 |ref 


lane 


18 1570426 Deflu 


32 1573475 Rhodop 


americanum strain 


Ss. 
NR_025199.1 
5 


teriaceae; 
NR_024971.1 


obiaceae; Rh 
NR_025251.1 


americanum Bacter 
Sinorhizobium/Ens 
655354 Bacteria_ 
subsp. paromomyci 
rimosus subsp. pa 


Streptomycineae; Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 1593821 1593863 28 70 gi| 219878482 |ref|NR_025621.1 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 159348 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 1595368 1595410 28 70 gi| 219878481 |ref|NR_025620.1 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 159652 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 1653043 1653133 1 88 gi|219878439|ref|NR_025578.1 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 16542 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomon 
655354 Bacteria_16S 1654590 1654680 1 88 gi|219878438|ref|NR_025577.1 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 16557 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomon 
655354 Bacteria_16S 1672948 1672990 28 70 gi|219878426|ref|NR_025565.1 


CFNEI 156 16S ribosomal RNA, partial sequence 


1579624 15810 


6 


Nocardia 
6 Nocardia 


Corynebacterineae; 


Micromonospora 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Amycolatopsis 


Defluvibacter 


vibacter lusatiensis 
Defluvibacter. 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Sinorhizobium 

0 Sinorhizobium 


9 1532864 Micromonospora 
Micromonosporineae; 


4 1564361 Amycolatopsis 
Pseudonocardineae; 


ifer group; 
16S 


70 


ia; Proteobacteria; Alphaproteobacteri 
Sinorhizobium. 
1592275 1592317 28 

nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; 


gi 


a; 


219878483 
partial 
Ac 


Rhizobi 


ales 


ref 
sequ 


tinobacteridae; Actinomy 


; Rhizobiace 


NR_025622.1 
ence 159193 


ae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
eptomycineae; 
Streptomyces 
9 Streptomyces 


mycineae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 


Amycolatopsis 


vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


5 1594981 Streptomyces 


655354 Bacteria_ 


keratiniphila sub 


16S 1675970 1676012 28 70 gi 


sp. nogabecina strain DSM 44586 16S ri 


219878424 
bo 


somal RN. 


A, Pp 


ref Amycolatopsis 


nce 1675626 1677096 


NR_025563.1 
artial seque 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


655354 Bacteria_1 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
655354 Bacteria_1 


strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 


655354 Bacteria_1 
echinoides strain 
echinoides Bacter 
655354 Bacteria_1 
DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 


655354 Bacteria_1 


strain DSM 44515 


Mycobacteriaceae; 


655354 Bacteria_16S 
metallicus strain 
Bacteria; Actinob 


Nocardiopsis. 


655354 Bacteria_16S 
strain SPR2 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
655354 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 


Dermabacteraceae; 


655354 Bacteria_16S 
longisporus strai 


longisporus Bacte 
Streptomycetaceae 


655354 Bacteria_16S 


strain 4-0 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 


strain Kb2 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
655354 Bacteria_16S 
limicola strain G 


alexandrii strain 
alexandrii Bacter 


limicola Bacteria 


655354 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


655354 Bacteria_16S 


strain SE3104 16S 


Pseudonocardineae; Pseudonocardiaceae; 
6S 1677487 1677529 28 70 gi 


ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


6S 1679008 1679050 28 70 gi 


6S 1703563 1703653 1 88 gi 


6S 1726332 1726374 28 70 gi 


Mycobacterium. 


6S 1729408 1729450 28 70 gi 


1730920 1730962 28 70 gi 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1743171 1743205 28 


62 gi 


1758476 1758518 28 70 
ibosomal RNA, partial sequence 


gi 


1762988 1763022 28 62 gi 


Brachybacterium. 
1774839 1774881 28 70 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

1781022 1781064 28 70 
bosomal RNA, partial sequence 


v 


gi 


1809853 1809895 28 70 
bosomal RNA, partial sequence 


gi 


1828122 1828212 1 88 gi 


1829648 1829713 1 
olChil 16S ribosomal RNA, 


, 


63 gi 


Proteobacteria; Betaproteobacteria; 

1849614 1849704 1 88 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; 


1851126 1851216 1 88 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


655354 Bacteria_16S 


strain IMSNU 2200 


1866292 1866334 28 70 gi 
4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


655354 Bacteria_16S 


1873892 1873934 28 70 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


1886275 1886317 28 70 gi 


n DSM 44594 16S ribosomal RNA, partial 


17 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


n DSM 44221 16S ribosomal RNA, partial 


R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


complete seq 


Gammaproteobacter 


a 


s 


al 


oc 


ne 


qu 
a; 


ue 


Rh 


ia 


Rh 


s 
Ac 


Amycolato 
219878423 

s 
Actinomyc 


219878422 
al 


219878405 
s 


219878390 
eq 


219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
655354 Bacteria_16S 
moriokaense strai 
moriokaense Bacte 


ne 
219878387 


Actinomyc 


219878378 
ce 


219878366 
1758120 17596 
ne 
219878363 
ar 
ri 


219878353 
se 
Actinomyc 


219878349 

1780670 17821 
Micr 
219878329 

1809512 18109 
Cory 
219878317 


219878316 


219878302 
eq 


219878301 
1850849 18521 
219878290 


omonospori 
219878285 


equence 


16786 


es; Pseu 


equence 
Rhizobi 


uence 
inomycet 


bacterin 


equence 


17428 


es; Stre 


bacterin 
tial seq 
dae; Act 


quence 


occineae 


bacterin 


ence 
Rhodoba 


nce 
odocycla 


uence 
Xantho: 


v 


odospiri 


18659 


equence 
tinomyce 


219878274 


halophila strain DSM 44411 16S ribosomal RNA, partial sequence 


halophila Bacteri 
Pseudonocardiacea 


a; 


e; Saccharomonospora. 


psis 


etal 


61 1680145 Amyco 
dono 


ales 


ales 


19 Mycobacterium 
eae; 


etal 


31 1744318 Nocar 
ptos 


uenc 
inomycetales; Mi 


etal 


, 


cter 


les; 


mona 


35 1867442 Asano 
neae; 


tale 


ref|NR_025562.1 
1677147 167861 
es; Pseudono 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 
ref Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


NR_025561.1 

1 

cardineae; P 
Methylocystis 

7 Methylocystis 

taceae; Methylocystis. 
Mycobacterium 

1 Mycobacterium 

erineae; 


ref|NR_025544.1 
1703281 170468 

; Methylocys 
ref|NR_025529.1 
1725987 172747 
Corynebact 


v 


ref Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 

2 Mycobacterium 


cterineae; 


NR_025527.1 


Mycobacteri 
ref|NR_025526.1 
1730570 173206 
es; Coryneba 


ref Nocardiopsis 
iopsis metallicus 


Nocardiopsaceae; 


NR_025517.1 
d 


porangineae; 


ref|NR_025505.1| Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
eae; 


Gordoniacea 
NR_025502.1 
e 176264 


e; Gordonia. 
Brachybacterium 

5 1764116 Brachybacterium 

crococcineae; 


ref 


ref|NR_025492.1| Streptomyces 
1774532 1775979 Streptomyces 

es; Streptomycineae; 

Citricoccus muralis 


ref |NR_025488.1 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Gordonia westfalica 


Mi 
ref 


crococcaceae 
NR_025468.1 


89 Gordonia westfalica Bacteria; 
eae; 


Gordoniaceae; Gordonia. 
ref|NR_025456.1| Oceanicaulis 

1827843 1829266 Oceanicaulis 
ales; Hyphomonadaceae; Oceanicaulis. 
ref|NR_025455.1| Propionivibrio 

1829317 1830847 Propionivibrio 
Rhodocyclaceae; Propionivibrio. 
ref|NR_025441.1] Thermomonas 

1849299 1850798 Thermomonas 
dales; Xanthomonadaceae; 
ref 


NR_025440.1| Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
llac 


ira. 

Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


eae; Roseosp 
NR_025429.1 
a 
; Micromonos 
ref |NR_025424.1 

1873541 187493 
s; Micrococc 


ref 


ref|NR_025413.1| Saccharomonospora 
1885917 1887421 Saccharomonospora 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


AATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCTCCGAAGAAGCGAAAGTGACGGTAGGAG 
CAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGC 
GTCTGCTGTGAAAACTCAGGGCTCAACTCTGAGCTTGCAGTGGGTACGGGCACACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGC 
AGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ATGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCATTCCACGGATTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCGCGGTGGAATCCCAG 
AGATGGGGTGTCATTTAGTTGGTCGCGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTC 
CATGTTGCCAGCACGTTATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
TCACGCATGCTACAATGGCCAGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCG 
TGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTANNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGCGAAAGGCGCTTTCGGGTGCCG 
AGTAGAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTTGGATCTTGGATAACATATCGAAAGGTGTGCTAATACGGGATGAAGTCTATGTGAATGAGT 
TTATGTAGATGAAAGGCCGCGCAAGCGGTTGTCCGAGGATGAGCCTGCGTCCCATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCTGAGATGGGTAGCTGGT 
CTGAGAGGATGATCAGCCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACG 
CCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCGAGTGGGAAGAAACAGTTCAGGTTAATATCCTGAACCTTGACGGTACCACTAAAGGAAGCACCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGTTTTGTAAGTCAGATGTGAAAT 
CCCGGGGCTTAACTTCGGAACTGCATTTGATACTGCAAGACTTGAGTATGGGAGAGGAGAGCGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGA 
ACACCGGTGGCGAAGGCGGCTCTCTGGACCAATACTGACGCTGAGGCACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTT 
GATCACTTGGTGTTGCGGGTATTGACCCCTGCGGCGCCGTAGCTAACGCGTTAAGTGATCCCGCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGACTTGACATCTGTGGAATCCTTATGAAAGTAGGGAGTGCCC 
TTCGGGGAGCCGCAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTCAGTTACCATC 
ATTAAGTTGGGAACTCTGGAGAAACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACA 
ATGGTATGTACAAAGGGTAGCAAGCCTGCGAGGGTGAGCCAATCCCATAAAGCATACCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCG 
CTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTTGTACCAGAAGTCGTTGGGCTAAC 
CGTAAGGAGGCAGGCGCCTAAGGTATGATTGATAATTGGGGTGAAGTCGTAACAAGGTAACCCGTTGGGGAACCAGCGNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNAAGTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGGTAAGGCCTCTTCGGGGGTACAC 
GAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTTCGGGATAACGCTAGGAAACTGGTGCTAATACCGGATATGAGCCCCTGTCGCATGGTGGG 
GGTTGGAAAGTGTGGTGTGGTGGTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGA 
CCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGA 
TGACGGCCTTCGGGTTGTAAACCGCTTTCACCAGGGGCGAAGGTATCCCTTTTCGGGGGTGTTGACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTGATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTGATCGCGTCGGAAGTGAAATCTTGGGGCTCAACCCTG 
AGCGTGCTTTCGATACGGGTTGACTTGAGGAAGGTAGGGGAGAATGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGC 
GGTTCTCTGGACCTTTCCTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCTGTAAACGGTGGGTACTAGGTGTGGGG 
TCCATTCCACGGATTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGATTGGTAACGGTCAGAGATGGCCGCCCCCCTTTGTGGGCCGGTTCA 
CAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCACTGTTGCCAGCATTTGGTTGGGGACTCA 
GTGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGAG 
TGGCGACATCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTTCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACACGTGAGTGGGGGAGT 
CGTCGAAGGTGGGACTGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACAGCGAAAGGTGCTTGCACCTTTCAAGTGAGTGGCGAAC 
GGGTGAGTAACACGTGGATAACCTACCTCAAGGTTGGGGATAACATTTGGAAACAGATGCTAATACCGAATAAAACTTAGTATCGCATGATACCAGGTTAAAAGG 
CGCTACGGCGTCACCTAGAGATGGATCCGCGGTGCATTAGTTAGTTGGTGGGGTAAAGGCTTACCAAGACAATGATGCATAGCCGAGTTGAGAGACTGATCGGCC 
ACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCTGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGTGTGATGAAGG 
CTTTCGGGTCGTAAAGCACTGTTGTATGGGAAGAACAGCTAGAGTAGGGAATGACTTTAGTTTGACGGTACCATACCAGAAAGGGACGGCTAAATACGTGCCAGC 
AGCCGCGGTAATACGTATGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGACGGTTAATTAAGTCTGATGTGAAAGCCCGGAGCTCAACTCCG 
GAAAGGCATTGGAAACTGGTTAACTTGAGTGCAGTAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGCGGCGAAGGC 
GGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAACACTAGGTGTTAGG 
AGGTTTCCGCCTCTTAGTGCCGAAGCTAACGCATTAAGTGTTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGAAGCTTTTAGAGATAGAAGTGTTCTCTTCGGAGACAAAGTGAC 
AGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGATGGGCACTCTA 
GCGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCGTATACAACGAGT 
TGCCAACCTGTGAAGGTGAGCTAATCTCTTAAAGTACGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGTAATCGCGGATCAG 
CACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTAATGCCCAAAGCCGGTGGCCTAACCGTAAGGAGGGAACCGTC 
TAAGGCAGGACAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGTTTGAT 
CCTGGCTCAGATTGAACGCTGGCGGGGTGTTTAACACATGCAAGTCGTGCGAGAAAGGGACTTCGGTCCTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGGT 
AATCTCCCCTGGTGATCGGGATAACAGCGGGAAACTGCTGCTAATACCGGATAATNTTCATGTTTAACTTCATGGGGTAAAGGTGGCCTCTGCTTGCAAGCTACC 
ACATCAGGATGAGCCCGCGTCTCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCTACGATGAGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTG 
GAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGAAAGCCTGACGCAGCGACCCCTCGTGAGGGATGAAGGTCTTCGGATCGTA 
AACCTCTGTCAAGAGGGAAGAAACCCTTGAGTTCGAACAGGGCTCTTGGCTGACGGTACCTCTAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAT 
ACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCTCGTAGGCGGTTTGGTCAGTCAGATGTGAAAGCCCTCGGCTTAACCGGGGAACTGCATTTG 
ATACTGCCAGACTTGAGTGTCGGAGAGGGTGGCGGAATTCCGGGTGTAGGAGTGAAATCCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGAC 
GACAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGGATGCTGGGTGTCGGGGGTTTACCTTCG 
GTGCCGCAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTT 
AATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATCTTGAGAACCCTCCGGAAAAGGAGGGGTGCCCTTCGGGGAGCTCAAAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGCTAGTTGCCAGCAAGTAATGTTGGGCACTCTAGTGAGACTGCCCG 
GGTCAACCGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGCAGATACAAAGGGCAGCTAACCCGCGA 
GGCCATGCCAATCCCAAAAAATCTGTCTCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGCTGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCTGGTTTTACCCGAAGCCGGCGGAC TAACCGCAAGGGAGTAGTCGTCGACGGTAGGACTG 
GTGATTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCG 
GCGTGCCTAACACATGCAAGTCGAACGGAGTGAAGGAGCTTGCTCTTTCATTTAGTGGCGCACGGGTGAGTAACGCGTAGATAATCTGCCTTAGACTCTGGGATA 
ACATCTCGAAAGGGGTGCTAATACCTGATAAGCCCACGATGGCGAAAGTCGTTGCGGGAAAAGGGGGCCTCTGAATATGCTCTTGATCTAAGATGAGTCTGCGTA 


655354 Bacteria_ 
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D 


Proteobacteria; 
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humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


655354 Bacteria_ 


strain CCUG 41709 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
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albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


655354 Bacteria_ 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


655354 Bacteria_ 
strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_ 


denitrificans str 
denitrificans Bac 


Thiobacillus. 
655354 Bacteria_ 
smegmatis strain 


smegmatis Bacteri 


Mycobacteriaceae; 
655354 Bacteria_ 


strain CCUG 35957 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_ 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 
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thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 
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propionicum strai 
propionicum Bacte 
Propionibacteriac 
655354 Bacteria_16S 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
655354 Bacteria_16S 
avidum strain DSM 
Bacteria; Actinob 
Propionibacterium. 
655354 Bacteria_16S 
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Nitratireductor. 
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tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


655354 Bacteria_16S 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


655354 Bacteria_16S 
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655354 Bacteria_16S 


16S 1895487 1895552 1 63 gi 
eltaproteobacteria; Desulfobacterales; 
16S 1900132 1900166 28 62 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

16S 1907211 1907253 28 70 gi 


16S ribosomal RNA, partial sequence 


16S 1925532 1925574 28 70 gi 
in IMSNU 22139 16S ribosomal RNA, part 


e; Amycolatopsis. 
16S 1952977 1953019 28 70 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

16S 1958971 1959013 28 70 
ribosomal RNA, partial sequence 


gi 


16S 1963558 19636111 51 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


16S 2033547 2033589 28 70 gi 
ATCC 19420 16S ribosomal RNA, partial 


Mycobacterium. 
16S 2035099 2035141 28 70 gi 
16S ribosomal RNA, partial sequence 


16S 2056771 2056813 28 70 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 2058310 2058352 28 70 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
; Streptomyces. 

16S 2076594 2076628 28 62 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2078153 2078187 28 62 gi 
DSM 20700 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Propionibacterium. 

2081265 2081299 28 62 gi 
4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2097934 2098024 1 88 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


2131376 2131418 28 
ATCC 27282 16S 
a; Acti 
Mycobacterium. 
2132879 2132921 28 
ATCC 35087 16S 
a; Acti 
Mycobacterium. 


70 gi 
ribosomal RNA, partial 


70 gi 
ribosomal RNA, partial 


Ac 


no 


ia 
eria; Actinobacteria; Actinobacteridae; 


Ac 


1958616 19601 
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oc 


ria; 


sequenc 
a; Actinobacteria; Actinobacteridae; Actinomy 


oc 


ri 


se 
Ac 


nc 
al 


ue 
ri 


se 
nobacteria; Actinobacteridae; Act 


se 
nobacteria; Actinobacteridae; Act 


2138952 2138994 28 70 gi 
train 1Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
e; Amycolatopsis. 
2149524 2149566 28 


70 gi 


se 
da 


219878267 


6S ribosomal RNA, partial sequence 1895145 18966 
esulfoba 


D 
219878263 
sequence 


219878258 


219878244 


’ 


219878226 
sequence 


219878222 


219878219 


ial sequen 
Hydro 


219878172 
e 


219878171 
20347 
occin 
219878153 
sequence 
Actinomyc 


219878152 
sequence 
dae; Act 


219878138 
sequence 
Actinomyc 


219878137 
quence 
tinomyce 


219878135 
e 20809 
es; Prop 


219878123 
nce 
a; Rhizo 
219857647 
quence 

inomycet 


219857646 
quence 
inomycet 


219857642 
quence 
e; Actin 


219857635 


tinomyce 


19068 
mycineae; 


1 sequen 
Actinomy 


tinomyce 


cet 


eae; 


ref 


ref 


ref 
68 1 


v 
ref 
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ref 
1 


ref 
16A 


, 
ref 
cel 


ref 
2 


ref 
53 2 


v 
ref 
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ref 


ref 


ref 


ref 


ref 
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ref 


ND 
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2 
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cter 
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ceta 
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Mi 


geno 
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Mi 


etal 


etal 


tale 


23 2082426 Propi 


bacterineae; 


ioni : 


2097632 20990 


131039 21324 


aceae; 


Ss; 


908267 Actin 
tinomycetac 


925173 19266 
les; Pseudo 


952641 19540 
s; Coryneba 


rthrobacter 
crococcacea 


963237 19647 
philales; H 


033216 20347 
Corynebac 


’ 


036233 Rothi 
crococcacea 


056438 20579 
es; Strepto 


s 


NR_025276.1 


2077807 207932 
s; Propionib 


NR_025274.1 


NR_025262.1 
es; Phyllob 
NR_025236.1 


; Corynebac 


NR_025235.1 


132540 213398 
Corynebact 


, 


NR_025231.1 


138615 214004 
Pseu 


etales; 


NR_025224.1 


NR_025406.1 
59 Desulfococcus 
Desul 
NR_025402.1 
1899804 190110 
Micrococc 


NR_025397.1 
fo} 
e 
NR_025383.1 
4 
n 


NR_025365.1 
4 
Cc 


NR_025361.1 


e 
NR_025358.1 
4 
y 


NR_025311.1 
0 
t 


NR_025310.1 
a 
e: 
NR_025292.1 
2 
mycineae; 


NR_025291.1 
2057971 20594 
inomycetales; 


6 
t 


NR_025277.1 


2076251 207775 
es; Propioni 


fo} 


8 
a 


8 
t 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Amycolatopsis 

6 Amycolatopsis 

ocardineae; 


Corynebacterium 
7 Corynebacterium 
terineae; 


Arthrobacter albus 
albus Bacteria; 
Arthrobacter. 
Thiobacillus 

6 Thiobacillus 
drogenophilaceae; 


, 


Mycobacterium 
2 Mycobacterium 
erineae; 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Streptomyces 

0 Streptomyces 


v 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Prauserella halophila 


strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


655354 Bacteria_ 


strain F829 16S r 


655354 Bacteria_ 


aetherivorans str 
aetherivorans Bac 


Nocardiaceae; 


16S 2161485 2161527 28 70 


ibosomal RNA, partial sequence 


gi 


219857627 
2161153 21625 


ref|NR_025216.1| Nocardia caishijiensis 
78 Nocardia caishijiensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
16S 2173707 2173749 28 70 gi|219857619|ref|NR_025208.1| Rhodococcus 
ain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Rhodococcus. 
16S 2176798 2176832 28 62 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 


655354 Bacteria_ 
strain IH003 16S 
Firmicutes; 


Lactobacillales; 


ribosomal RNA, partial sequence 
Leuconostoc. 


2176454 21779 


27 Leuconostoc inhae Bacteria; 


655354 Bacteria_16S 2228229 2228263 28 62 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

655354 Bacteria_16S 2232783 2232825 28 70 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

655354 Bacteria_16S 2244859 2244949 1 88 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

655354 Bacteria_16S 2260291 2260333 28 70 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 2301214 2301304 1 88 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

655354 Bacteria_16S 2305876 2305918 28 70 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

655354 Bacteria_16S 2358820 2358854 28 62 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

655354 Bacteria_16S 2418268 2418302 28 62 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 


strain DSM5578 16 


Firmicutes; 


Nocardiaceae; 


berrensis strain 
Bacteria; 


capsulata strain 


capsulata Bacteri 


Nocardioidaceae; 


655354 Bacteria_16S 


strain AN1 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
655354 Bacteria_16S 


spumicola strain 


spumicola Bacteri 


Nocardioidaceae; 


655354 Bacteria_16S 


strain FI-25796 1 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


655354 Bacteria_16S 


Lactobacillales; 
655354 Bacteria_16S 
pyridinivorans st 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae 
Rhodococcus. 
655354 Bacteria_16S 
cavipharyngis str 
cavipharyngis Bac 
655354 Bacteria_16S 


Firmicu 
655354 Bacteria_16S 
hyointestinalis s 

Campylobacter hyointestinalis subsp. 
Campylobacterales 
655354 Bacteria_16S 


S ribosomal RNA, partial sequence 
Leuconostoc. 

2421366 2421408 28 70 gi 
rain PDB9 16S ribosomal RNA, partial s 


2474153 2474195 28 70 gi 
ain 117C 16S ribosomal RNA, partial sequ 
teria; Tenericutes; Mollicutes; Mycoplas 
2507373 2507407 28 62 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2525536 2525578 28 70 gi 
lawsonii strain CHY5 16S ribosomal 


ce 
id 
ubsp. 
; Campylobacteraceae; Campylobacter. 
2534662 2534696 28 62 gi 
Ben 108 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 

2567616 2567706 1 88 
bosomal RNA, partial sequence 


gi 


rh 
2587633 2587667 28 62 gi 
Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 

2593851 2593893 28 


70 gi 


2609167 2609209 28 70 gi 
n N1165 16S ribosomal RNA, partial seque 


2417916 24194 


219857445 
equence 


219857400 


ence 


iaceae; 


219857360 
RNA, partia 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


219857354 


nce 


219857289 
2567339 25687 
izobiace 
219857276 


nce 


219857272 
6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
655354 Bacteria_16S 


nce 


ria; Actinobacteria; Actinobacteridae; Actinomyc 
e; Amycolatopsis. 
2610736 2610778 28 70 gi| 219857258 


; Actinomycetales; 


mataceae; 
219857372 
25070 


inomycet 


inomycet 


bacterin 
219857259 


20 Leuconostoc gelidum Bacteria; 


ref |NR_025033.1] Rhodococcus 
2421026 2422502 Rhodococcus 
Corynebacterineae; 


ref|NR_024988.1 
2473825 247526 
Mycoplasma. 
ref|NR_024960.1| Thermohalobacter 

00 2508520 Thermohalobacter berrensis 
Thermohalobacter 
ref |NR_024948.1 
1 sequence 


Mycoplasma 
8 Mycoplasma 


Campylobacter 
2525204 2526622 


ref|NR_024942.1| Friedmanniella 
2534307 2535783 Friedmanniella 
ales; Propionibacterineae; 


ref|NR_024920.1| Nitrobacter alkalicus 

17 Nitrobacter alkalicus Bacteria; 

ae; Nitrobacter. 

ref|NR_024907.1| Friedmanniella 
2587275 2588749 Friedmanniella 

ales; Propionibacterineae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref|NR_024890.1| Amycolatopsis 
2608828 2610322 Amycolatopsis 
etales; Pseudonocardineae; 


ref|NR_024889.1| Prauserella rugosa 


strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


655354 Bacteria_16S 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
655354 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; 


strain MS1-3 16S 


strain IFM 10088 


Hydrogenimonas. 


655354 Bacteria_16S 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


655354 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


655354 Bacteria_16S 


strain IFO 12513 


655354 Bacteria_ 
strain IFO 13911 


655354 Bacteria_ 
strain IFO 14915 


655354 Bacteria_ 
strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


655354 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


655354 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


655354 Bacteria_16S 


strain JCM 9312 1 


Catenuloplanes. 


655354 Bacteria_16S 


strain MK703-102F 
Actinobacteria; A 


655354 Bacteria_16S 


strain IFO 16238 
Actinobacteria; A 


655354 Bacteria_16S 


strain IFO 16235 
Actinobacteria; A 


655354 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


655354 Bacteria_16S 


D 
655354 Bacteria_16S 
pelophilus strain 
pelophilus Bacter 
655354 Bacteria_16S 


2639854 2639896 28 70 gi 
16S ribosomal RNA, partial sequence 

2641370 2641435 1 63 gi 
eltaproteobacteria; Desulfobacterales; 
2646031 2646096 1 63 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
2677535 2677577 28 70 gi 
ribosomal RNA, partial sequence 


’ 


2688034 2688076 28 70 gi 


2707604 2707646 28 70 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


2776554 2776596 28 70 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2795959 2796001 28 70 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 
2799002 2799044 28 


’ 


al 
e; 


70 gi 


6S 2800525 2800567 28 70 gi 


6S 2802046 2802088 28 70 gi 


6S 2803567 2803609 28 70 gi 


2805089 2805131 28 70 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2806611 2806653 28 70 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808133 2808175 28 70 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
2829237 2829279 28 


1 
; 


2 
1 
; 


2 
1 
7 


70 gi 


2833809 2833851 28 70 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2838315 2838349 28 62 gi 


ne 


ctinobacteridae; Actinomycetales; Micr 
2839878 2839912 28 62 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
2859952 2860042 1 88 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 


oc 


ar 
ob 


219857231 


ne 
219857230 
6S ribosomal RNA, partial sequence 2641027 26425 
D 
219857227 
ue 


219857204 
2677198 26786 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
655354 Bacteria_16S 


ne 
219857197 
16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
655354 Bacteria_16S 
thermophila strai 
thermophila Bacte 


ne 
219857183 
s 
er 


219857132 
se 
Actino: 


219857119 


219857117 
16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857116 
16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857115 
16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857114 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_16S 


omonosp 
219857113 


19857112 


19857111 


219856904 
6S ribosomal RNA, partial sequence 2828900 28303 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


219856901 
219856898 
16S ribosomal RNA, partial sequence 2837959 28394 


219856897 
16S ribosomal RNA, partial sequence 2839520 28410 


219856884 


26395 
bacterin 
esulfoba 
nce 
Rhodocyc 
bacterin 


891 
bacterin 
equen 
ia; C 


ce 
amp 


e 
myc 


quenc 


sequ 
Acti 


e 
n 


ne 


0 
fo} 


01 
ri 


0 
fo) 


16 
ri 


0 
fo} 


31 
ri 


0 
fo} 


47 
ri 


seque 
Actin 


n 
O: 


ce 
my: 


n 
O: 


ce 
my’ 


seque 
Actin 


sequence 
Actinomy 


28334 
bacterin 


occineae 


occineae 


tial seq 
acteria; 


2890850 2890892 28 70 gi 


219856862 


omycet 


ref|NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref|NR_024832.1 


Nocardiace 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_024811.1 

2707242 270866 
ylobacterales; H 


ref|NR_024760.1 
2776208 277769 
etales; Strepto 


ref |NR_024747.1 
e 2795622 279709 
ales; Micro 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref |NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 

2804752 280622 
cetales; Micromo 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


ref|NR_024725.1 


neae; Micromono 


H s 


ref |NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024717.1 
> Mi 
ref 


crobacteriac 
NR_024716.1 
> Mi 
ref 
uenc 


crobacteriac 
NR_024703.1 
e 285967 
Rhizobiales; Br 


capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 

Desulfocella halophila 


halophila Bacteria; 


focella. 
Propionivibrio 

7 Propionivibrio 

aceae; Propionivibrio. 
Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
a 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Hydrogenimonas 

3 Hydrogenimonas 

ydrogenimonaceae; 


Streptomyces 
6 Streptomyces 


mycineae; 


Actinoplanes 
4 Actinoplanes 


monosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Nocardia vinacea 

ia vinacea Bacteria; 
e; Nocardia. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 


ref|NR_024681.1 
2890502 289195 


Actinoplanes 
8 Actinoplanes 


655354 Bacteria_16S 2906022 2906064 28 70 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 
655354 Bacteria_16S 2940917 2940959 28 70 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

655354 Bacteria_16S 2942433 2942475 28 70 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

655354 Bacteria_16S 2954514 2954556 28 70 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 


strain IFO 16068 


16S ribosomal RNA, partial sequence 2954180 29556 


54 Gordonia rhizosphera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
655354 Bacteria_16S 2969678 2969712 28 62 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

655354 Bacteria_16S 2977315 2977357 28 70 gi| 219846938 |ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 2978847 2978889 28 70 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 2984971 2985013 28 70 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 


strain 10.268-1 1 


6S ribosomal RNA, partial sequence 2984634 29861 


05 Nocardia flavorosea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

655354 Bacteria_16S 3004812 3004902 1 88 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

655354 Bacteria_16S 3007787 3007852 1 63 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

655354 Bacteria_16S 3018299 3018361 27 89 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 


SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

655354 Bacteria_16S 3022879 3022921 28 70 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

655354 Bacteria_16S 3039607 3039649 28 70 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 


strain HKI 0136 1 


Proteobacteria; B 


655354 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


655354 Bacteria_16S 


strain DSM 11603 


Proteobacteria; Alphapro 
655354 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


655354 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


655354 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


655354 Bacteria_16S 


arcachonense stra 
arcachonense Bact 
Sulfurospirillum. 


655354 Bacteria_16S 


3059404 3059469 1 63 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3102923 3102965 28 70 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3105905 3105995 1 
16S rib 


gi 
oc 


qu 


v 


88 gi 


teobacteria; ob 
3111829 31118941 
11383 1 
acteria 


Rhizobiales; Phyll 
63 gi 
6S ribosomal RNA, partial seque 
Deltaproteobacteria; Desulfob 
63 gi 


ne 
ac 


La 
3113368 3113433 1 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Rhodocyclales; Rhod 
3147981 3148023 28 70 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


Oc 


v 


al 


3158839 3158881 28 
in F1F6 
eria; P 


70 gi 
16S ribosomal RNA, partial seq 
roteobacteria; Epsilonproteobac 


ue 
te 


3166326 3166368 28 70 gi 


ne 


219846 


219846 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
655354 Bacteria_16S 
strain AX39 16S r 


yclaceae 


219846853 


ence 
Actinomy 


219846851 
osomal RNA, partial sequence 3105629 31070 


acteriac 
847 
e 31115 
terales; 
846 
31130 


823 
31476 


es; 


219846816 


nce 
ria; 


219846810 


radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 


radiophilus Bacte 


ria; Deinococcus-Thermus; Deinococci; 


Deinococcales; 


bacterin 
219846882 
3059104 30605 


yclaceae; 
219846 


Cory 


Campylo 


45 Gordonia alkanivorans Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 

; Thauera. 
ref |NR_026445.1 
102586 310404 
cetales; Micromo 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


w 


ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Desulfobacter 

obacter halotolerans 
eae; Desulfobacter. 
Azoarcus anaerobius 

us anaerobius Bacteria; 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


ref 
3 


NR_026408.1 
158497 315992 
bacterales; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


ref|NR_026402.1| Deinococcus 
3165996 3167465 Deinococcus 
Deinococcaceae; Deinococcus. 


655354 Bacteria_16S 3169360 3169402 28 
proteolyticus strain DSM 20540 16S ribosomal 
proteolyticus Bacteria; Deinococcus-Thermus; 
655354 Bacteria_16S 3236163 3236205 28 
griseocarneus strain DSM 40004 16S ribosomal 
griseocarneus Bac 
Streptomycetaceae; Streptomyces. 

655354 Bacteria_16S 3240680 3240770 1 88 
strain NZ35 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
655354 Bacteria_16S 3257215 3257249 28 


70 


70 
RNA, 


62 


strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 32583 
osporang 


Actinobacteria; Actinobacteridae; Actinomycetales; 
655354 Bacteria_16S 3310426 3310468 28 70 
strain 1A-C 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_16S 
strain DSM 44140 


3321016 3321058 28 70 


655354 Bacteria_16S 
strain DSM 43039 


3331696 3331738 28 70 


655354 Bacteria_16S 
strain DSM 43151 


3333191 3333233 28 70 


655354 Bacteria_16S 3334685 3334727 28 70 
brasiliensis stra 
brasiliensis Bact 
Micromonosporaceae; Actinoplanes. 
655354 Bacteria_16S 3337689 3337731 28 
parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; Mycobacterium. 

655354 Bacteria_16S 3339201 3339243 28 
austroafricanum s 
austroafricanum B 
Mycobacteriaceae; Mycobacterium. 

655354 Bacteria_16S 3340726 3340768 28 
DSM 803 16S ribosomal RNA, partial sequence 


70 


70 


70 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 
655354 Bacteria_16S 
inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 
655354 Bacteria_16S 
aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 

655354 Bacteria_16S 
halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 

655354 Bacteria_16S 


3343772 3343814 28 70 


3345300 3345342 28 


70 


3346826 3346868 28 70 


3348352 3348394 28 70 


gi 


RNA, parti 
Deinococci; 


gi 


compl 
teria; Actinobacteria; Actinobacterida 


gi 


3240430 32418 


Clostridiaceae; ermobrac 


gi 


Stre 


gi 


3310081 33114 
occineae 


gi 


gi 


gi 


gi 


in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


gi 


ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


gi 


train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 


gi 


gi 


19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


coerulea DSM 43143 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Micromonospora. 


655354 Bacteria_16S 3365350 3365440 1 88 


proteoclasticus strain DSM 12679 16S ribosomal RNA, par 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clost 


655354 Bacteria_16S 3380489 3380531 28 
strain DSM 44015 16S ribosomal RNA, 
Bacteria; Actinob 
655354 Bacteria_16S 
strain DSM 20119 


70 


3401615 3401657 28 70 


655354 Bacteria_16S 3403153 3403195 28 


strain DSM 20138 


70 


655354 Bacteria_16S 3404685 3404727 28 70 


histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 


gi 


gi 


complete sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


gi 


219846808 
al 


219846763 
et 
e; 


219846760 


Th 
219846749 


pt 
219846713 


oc 
219846705 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846696 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846695 
1 


219846693 
al 
e; 


219846692 
rt 
dae; 


219846690 


3340376 3341852 Micromono 
omonospori 


219846688 
33434 
ales; 
219846687 
e 33449 
ales; 
219846686 
ce 33464 
ales; 
219846685 
33480 
ales; Micr 
219846673 
tial seque 
ridiales; 

219846662 
33801 
ales; Cory 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ococcineae 
219846642 


sequenc 
Deinococ 


e sequen 
Actinomycet 


bacterin 
omonospori 
omonospori 
sequence 


Actinomy 


sequenc 
Actinomycet 


ial sequ 
Actin 


Micr 


Micr 


Micr 


occineae; 


ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026355.1 
ce 3235806 323732 
ales; 
ref |NR_026352.1 
hium. 
ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardio 
ref |NR_026305.1 
7 Bo 
ref 


goriellaceae 
NR_026297.1 


Gordoniace 
NR_026289.1 


eae; 
ref 
neae; Micromonos 
ref |NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref |NR_026287.1 

3334351 333579 
cetales; Micromo 


ref|NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref 
ence 
omyc 


NR_026284.1 

333886 
etales; Cory 
ref |NR_026282.1 
spora rosari 
neae; Micromonos 


ref|NR_026280.1 


omonosporineae Hi 
ref |NR_026279.1 


omonosporineae Hi 


ref |NR_026278.1 


omonosporineae Hi 
ref|NR_026277.1 
omonosporineae H 


ref 
nce 


NR_026265.1 

336503 
Clostridiaceae; 
ref |NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref |NR_026236.1 
49 Arthrobacter 
3; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref|NR_026234.1 


Strept 


Pp 


a 


, 


4 


v 


’ 


Deinococcus 


7 Deinococcus 
aceae; 


Deinococcus. 
Streptomyces 


0 Streptomyces 
omycineae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Nocardiopsis listeri 


listeri Bacteria; 
saceae; Nocardiopsis. 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


Georgenia. 
Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 
e; 


Gordonia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 
poraceae; 


Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 
poraceae; Actinoplanes. 


Actinoplanes 


4 Actinoplanes 
nosporineae; 


Mycobacterium 


3 Mycobacterium 
bacterineae; 


Mycobacterium 


4 3340325 Mycobacterium 
nebacterineae; 


Micromonospora rosaria 


a Bacteria; 
poraceae; 


Micromonospora 


22 3344899 Micromonospora inositola 
Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 
Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 
Micromonosporaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 
Micromonosporaceae; 


Caloramator 
3366453 Caloramator 


Caloramator. 


Gordonia hydrophobica 


ia hydrophobica 
ordoniaceae; 


Gordonia. 
Arthrobacter oxydans 


oxydans Bacteria; 


Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


Arthrobacter. 
Arthrobacter 


3404336 3405815 Arthrobacter 


histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 


655354 Bacteria_16S 


strain DSM 20116 


3406211 3406253 28 70 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


655354 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


655354 Bacteria_16S 


strain DSM 20315 


3415294 3415336 28 70 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3416760 3416802 28 70 gi 
rain CIP 103149 16S ribosomal RNA, par 


Actinomyces. 


3452495 3452537 28 70 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_16S 


protophormiae str 
protophormiae Bac 


3458574 3458616 28 70 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


655354 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


3460094 3460136 28 70 
rain DSM 420 16S ribosomal RNA, 


gi 
comple 


Micrococcaceae; Arthrobacter. 


655354 Bacteria_16S 


strain DSM 20546 


3461615 3461657 28 70 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_16S 


polychromogenes s 
polychromogenes B 


3463138 3463180 28 70 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


655354 Bacteria_16S 


strain DSM 20545 


3464661 3464703 28 70 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


655354 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


655354 Bacteria_16S 


strain : 


DSM43338 


3466184 3466226 28 70 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3473795 3473837 28 
16S ribosomal RNA, 


70 gi 
complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


655354 Bacteria_16S 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


655354 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


655354 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


655354 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


655354 Bacteria_16S 


strain DSM 7485 1 
Actinobacteria; A 


655354 Bacteria_16S 


homopropionicum s 
homopropionicum B 


655354 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


655354 Bacteria_16S 


strain LMG 7837 1 
Proteobacteria; A 
Sinorhizobium. 


655354 Bacteria_16S 


strain 1066 16S r 
Actinobacteria; A 


655354 Bacteria_16S 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 


3485907 3485949 28 70 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3492073 3492115 28 70 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3493620 3493662 28 70 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3495000 3495042 28 70 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


, 


3513101 3513135 28 62 gi 
ctinobacteridae; Actinomycetales; Micr 
3529874 3529908 29 63 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3551427 3551517 1 88 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
3603277 3603367 1 


Clostridiaceae; 
88 gi 


lphaproteobacteria; Rhizobiales; Rhizo 


3615425 3615467 28 70 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
3639444 3639486 28 70 gi 


gi 


cteria; Actinobacteria; Actinobacterid 


cteria; Actinobacteria; Actinobacterid 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 


ococcineae 
219846634 
34149 
ales; Micr 
219846633 
tial seque 
ae; Actino 


’ 


219846608 


16S ribosomal RNA, partial sequence 3452140 34536 


oc 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino 


v 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846598 

sequence 

Actinomyce 


219846593 
34734 
nebacterin 

219846585 

sequence 
Actinomyc 


219846581 
sequence 
idae; Acti 


219846580 
sequence 
Actinomyce 


219846579 
34946 
Pseu 


ales; 


219846567 


6S ribosomal RNA, partial sequence 3512760 35142 


oc 
219846556 
ial sequen 
ridiales; 

219846542 


3551089 35526 


Caloramato 
219846504 


6S ribosomal RNA, partial sequence 3602996 36044 


biaceae; S 


219846495 


3615060 36165 


nebacterin 


occineae; 


Actinomycet 


occineae; 


ref|NR_026233.1 


; Micrococcaceae 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref 
nce 
myce 


NR_026225.1 
341641 
tales; Actin 


ref|NR_026200.1 
3 Micrococcacea 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 


4870 
epto. 


6 


etales; Str 
ref|NR_026173.1 
3491744 349320 


nomycetales; Cor 


v 


ref|NR_026172.1 
3493260 349458 
tales; Pseudonoc 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref|NR_026159.1 
33 Rathayibacter 
3; Microbacteriac 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref |NR_026134.1 


Gs 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 


219846479 


Arthrobacter aurescens 


45 Arthrobacter aurescens Bacteria; 


; Arthrobacter. 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 


omycineae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
e: 


Micrococcus. 
Arthrobacter 
2 Arthrobacter 
occineae; 


v 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 

Streptomyces 
6 Streptomyces 


mycineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum 
crispum agreste 
seudonocardiaceae; 


agreste 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Clostridium 
6 Clostridium 
Clostridium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 


ref |NR_026071.1 
363910 


Streptomyces 
4 3640605 Streptomyces 


thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
655354 Bacteria_16S 


655354 Bacteria_16S 


3683602 3683692 1 88 gi 


3712290 3712332 28 70 gi 


219846448 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 
219846428 


ref|NR_026039.1 


Ochrobactrum. 
ref|NR_026019.1 


Streptomycineae; 


Ochrobactrum anthropi 


anthropi Bacteria; 


Actinoplanes 


auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 
655354 Bacteria_16S 


3713751 3713793 28 70 gi 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 


philippinensis Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 


655354 Bacteria_16S 
hassiacum strain 


Mycobacterium. 
655354 Bacteria_16S 


Bacteroidetes; 
655354 Bacteria_16S 


nitrofigilis strain CI 16S ribosomal RNA, partial sequence 


Bacteria; 
655354 Bacteria_16S 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3721294 3721336 28 70 gi 


3865716 3865785 1 67 gi 
Bacteroidales; 
3868791 3868833 28 


Porphyromonadaceae; 
70 gi 


3870302 3870344 28 70 gi 


cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


Arcobacter. 
655354 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
655354 Bacteria_16S 
cosmeticum strain 


Mycobacteriaceae; 
655354 Bacteria_16S 
strain JC1078 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 


655354 Bacteria_16S 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial seq 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Citricoccus. 


655354 Bacteria_16S 4084161 4084226 1 63 gi|219846163|ref|NR_025753.1 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methyl 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; 

655354 Bacteria_16S 4094733 4094798 1 63 gi|219846156|ref|NR_025746.1 
strain P2 16S ribosomal RNA, partial sequence 4094388 40957 

Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
655354 Bacteria_16S 4115671 4115713 28 70 gi|219846140|ref|NR_025730.1 
strain W4937 16S ribosomal RNA, partial sequence 4115405 41168 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 


655354 Bacteria_16S 


3927057 3927099 28 70 gi 


complete 


4038793 4038835 28 70 gi 


Mycobacterium. 
4053792 4053834 28 70 gi|219846184|ref|NR_025774.1 
ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus 


4058329 4058371 28 70 gi 


Act 


Micromonosporineae; 
219846427 
Actinomycetales; 


219846420 
3720952 3722442 Mycobacterium hassiacum 
Corynebacterineae; Mycobacteriaceae; 


219846318 
strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas 
Bacteroidia; 
219846316 
3868419 3869879 Arcobacter nitrofigilis 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
219846315 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 


219846276 
sequence 
Actinomycetales; 


219846197 
LTA-388 16S ribosomal RNA, partial sequence 


cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


eae 
219846181 ws 
uence 4057969 405944 
inomycetales; 


4124935 4124977 28 70 gi 


NR_026018.1 


ref|NR_026011.1 


ref|NR_025908.1 
Porphyromonas. 
ref|NR_025906.1 
NR_025905.1 
Campylobacterales; 


NR_025866.1 


ref|NR_025787.1 
4038441 403994 


ref|NR_025771.1 


ref|NR_025723.1 


Nocardiaceae; 


Micromonosporaceae; 


Actinoplanes 


3713443 3714853 Actinoplanes 
Micromonosporineae; 


Mycobacterium 


Porphyromonas macacae 
macacae Bacteria; 


Arcobacter 


Arcobacter. 
Arcobacter 


3869930 3871391 Arcobacter 


Campylobacteraceae; 


Streptomyces 


3926691 3928220 Streptomyces 
Streptomycineae; 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Serinicoccus marinus 


marinus Bacteria; 
; Intrasporangiaceae; 


Serinicoccus. 
Citricoccus 
8 Citricoccus 


Micrococcineae; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
rineae; 
219846133 


Rhodococcus. 
Kocuria marina strain 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 


Actinobacteridae; 
655354 Bacteria_16S 
strain C3H-21 16S 


655354 Bacteria_16S 
strain HQgoel 16S 


655354 Bacteria_16S 


strain DM-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


655354 Bacteria_16S 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Bacteria; 
655354 Bacteria_16S 


strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


655354 Bacteria_16S 


strain FF3 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Actinomycetales; Micrococcineae; Micrococcaceae; 
219722939 
4243475 42448 


4243817 4243851 28 62 gi 


112378 112443 1 63 gi 
Syntrophobacterales; 
113976 114041 1 63 gi 


Syntrophobacterales; 
121701 121765 1 62 gi 


Syntrophobacterales; Syntrophobact 

126276 126317 28 69 gi| 265678978 |ref|NR_029286.1 
125918 127358 Actino: 

nomycineae; Actinomycetace 

145927 145992 1 63 gi| 265678965 |ref|NR_029273.1 


Kocuria. 
ref |NR_024571.1 


ref |NR_029295.1 


Syntroph 
ref|NR_029294.1 


Syntroph 


ref|NR_029289.1 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 
ococcineae; Dermabacterace 
265678987 
112043 11359 


ae; Brachybacterium. 
Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 
Syntrophaceae; 
265678986 
113641 11518 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 
Syntrophaceae; 
265678981 
121373 122854 Desulf 


us. 

Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Marinovum algicola 


145646 146993 Marinovum algicola Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 


655354 Bacteria_16S 
kaplicensis strai 
kaplicensis Bacte 


Amaricoccus. 


655354 Bacteria_16S 


strain Illinois 1 


655354 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


ria; Proteobacteria; Alphaproteobacteria; Rhodob 

305964 306017 1 51 gi| 265678856 

6S ribosomal RNA, partial sequence 305640 30713 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 
415634 415699 1 63 gi| 265678777 

ribosomal RNA, partial sequence 415329 41680 

acteria; Alphaproteobacteria; Rhizobiales; Methy 

424811 424880 1 67 gi| 265678771 


655354 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


655354 Bacteria_16S 


strain HTCC2506 1 


253079 253144 1 63 gi 


RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
438777 438842 1 63 


For 
gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 


655354 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


655354 Bacteria_16S 


strain CCUG 42773 


463214 463279 1 63 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
595775 595816 28 69 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


655354 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


655354 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


655354 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


655354 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


655354 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


655354 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


655354 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


655354 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


655354 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


655354 Bacteria_16S 


strain AMX51 16S 


601676 601745 1 67 gi 
2SM29 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
665591 665656 1 63 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
680750 680814 1 62 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
682155 682219 1 62 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
726183 726220 27 64 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
824515 824580 1 63 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826017 826082 1 63 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
833749 833814 1 63 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


835251 835316 1 63 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

842774 842839 1 63 

ribosomal RNA, partial sequence 


v 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


655354 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


655354 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


655354 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


655354 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


655354 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


655354 Bacteria_16S 


883503 883567 1 62 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


931233 931298 1 63 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
1034116 1034153 27 64 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1124825 1124894 1 67 gi 


avobacteria; Flavobacteriales; Cryomor 
1126220 1126284 1 62 gi 
16S ribosomal RNA, partial sequence 

acteria; Deltaproteobacteria; Syntroph 


1142905 1142970 1 63 gi 


n Benl01 16S ribosomal RNA, partial se 


265678893 
quence 


424476 425990 Formo 


mosa. 
265678762 


6S ribosomal RNA, partial sequence 438478 43991 


timonadace 
265678742 
sequence 
ia; Rhizob 
265678655 
59545 
nomycineae 
265678651 
ence 60134 
s; Flavoba 
265678605 


665236 66673 


eae; Pelos 
265678595 


680477 68183 


eriaceae; 
265678594 
68188 
eriaceae; 
265678564 


725825 72731 


Succinisp 
265678496 


824212 825662 Bosea 


sea. 
265678495 


825713 827158 Bosea 


sea. 
265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 


roteobacte 


265678484 


842468 84394 


rhizobiace 
265678455 
equence 

eria; Synt 


265678424 
tial seque 
lostridial 
265678355 

10337 
urinibacil 
224581403 


6S ribosomal RNA, partial sequence 1124514 11259 


phaceae; C 
253680772 

11259 
obacterale 


loba 
ref 
saa 


cteriaceae; 
NR_029076.1 
lgae Bacteri 
ref |NR_029067.1 
ae; Fulvimarina. 
ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref|NR_028960.1 
5 596820 Actino 
; Actinomycetace 
ref |NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref |NR_028910.1 


pora. 
ref|NR_028900.1 


Neisseria. 
ref|NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref|NR_028868.1 


ire, 
ref 
ves 


NR_028799.1 
trisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria; 


ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 
ref|NR_028787.1 
ae; Bosea. 
ref|NR_028757.1 
883190 884650 
rophobacterales; 
ref 
nce 


NR_028726.1 

930884 
es; Clostridiace 
ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref|NR_027184.1 


ryomorpha. 
ref|NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


253680761 


phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 


ref|NR_029201.1| Amaricoccus 

252777 254201 Amaricoccus 
acterales; Rhodobacteraceae; 
ref|NR_029162.1| Neorickettsia risticii 
7 Neorickettsia risticii Bacteria; 
ae; Neorickettsia. 
ref|NR_029082.1| Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Formosa algae strain 
a; Bacteroidetes; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Ancylobacter 

Ancylobacter 

teraceae; Ancylobacter. 

Actinomyces funkei 

myces funkei Bacteria; 

ae; Actinomyces. 
Gelidibacter 

bacter mesophilus 

dibacter. 

Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Succinispira mobilis 


9 Succinispira mobilis Bacteria; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 
Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


ref 
1 


NR_028009.1 
142608 114408 


Pannonibacter 
2 Pannonibacter 


phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Pannonibacter. 


655354 Bacteria_16S 
1279 16S ribosoma 
Deinococcus-Thermus; 
655354 Bacteria_16S 
DSM 9946 16S ribo 
Deinococcus-Thermus; 
655354 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 
Clost 


metallireducens s 


metallireducens B 
655354 Bacteria_16S 


506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bact 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

655354 Bacteria_16S 1308874 1308939 1 63 gi|228721488|ref|NR_027611.1 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 130859 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales 
Hyphomicrobium. 

655354 Bacteria_16S 1310347 1310412 1 63 gi|228721487|ref|NR_027610.1 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 131006 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobial 
Hyphomicrobium. 

655354 Bacteria_16S 1336487 1336552 1 63 gi|228721486|ref|NR_027609.1 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 133758 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterale 
Phaeobacter. 

655354 Bacteria_16S 1339464 1339529 1 63 gi|228721340|ref|NR_027605.1 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 134062 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirill 
Magnetospirillum. 

655354 Bacteria_16S 1347242 1347306 1 62 gi|228720860|ref|NR_027598.1 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 134839 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobactera 
Syntrophobacteraceae; Syntrophobacter. 

655354 Bacteria_16S 1380398 1380463 1 63 gi|228717274|ref|NR_027561.1 
silvestris strain BL2 16S ribosomal RNA, partial sequence 1380115 1381523 Methyl 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Met 
655354 Bacteria_16S 1396880 1396945 1 63 gi|228715764|ref|NR_027539.1 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 139803 


nodulans ORS 2060 
Methylobacterium. 


655354 Bacteria_16S 


strain SO2 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
655354 Bacteria_16S 1491086 14911511 63 gi|219846902|ref|NR_026494.1 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostr 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
655354 Bacteria_16S 1492572 1492637 1 63 gi|219846714|ref|NR_026306.1 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
655354 Bacteria_16S 1507497 1507561 1 62 gi| 219846303 |ref|NR_025893.1 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 150715 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisserial 
Neisseria. 

655354 Bacteria_16S 1543971 1544040 1 67 gi|219857262|ref|NR_024893.1 


strain KMM 426 16 
Bacteroidetes; Fl 


655354 Bacteria_16S 


1158001 1158066 27 

1 RNA, partial sequence 

Deinococci; Thermales; 
1162581 1162642 28 


92 gi 


Thermaceae; 
89 gi 


Deinococci; Thermales; 
1244272 1244333 27 


Thermaceae; 
88 gi 


acteria; Firmicutes; 
1305887 1305952 1 


Clostridia; 


63 gi 


Bacteria; Proteobacteria; Alphaproteo 


1486521 1486586 1 63 
bosomal RNA, partial sequence 


gi 


S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1628712 1628777 1 63 gi 


228721491 


1157686 1159115 Meiot 
Meiothermus. 


228720981 


somal RNA, partial sequence 1162257 1163688 Meiot 
Meiothermus. 


219857537 
1 sequence 
ridiales; 
219846269 


bacteria; 


219857235 


1486230 14876 


1543657 15451 


cteriaceae 
219878457 


strain T4 16S ribosomal RNA, partial sequence 1628419 16298 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 
655354 Bacteria_16S 1649981 1650046 1 63 gi|219878442 


VKM B1479 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
655354 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


655354 Bacteria_16S 


gelidilacus strai 
gelidilacus Bacte 


655354 Bacteria_16S 


osomal RNA, partial sequence 
Xanth 
1656126 1656191 1 63 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1712619 1712688 1 67 gi 
n R-8899 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
1832797 1832838 28 69 gi 


1649700 16511 


obacterace 
219878437 
sequence 
eria; Rhiz 
219878399 
quence 

vobacteria 
219878313 


scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 


scardovii Bacteri 
Bifidobacterium. 


a; Actinobacteria; Actinobacteridae; 


Bifidobacteriales; 


ref|NR_027614.1 


ref|NR_027600.1 
hermus silvanus 


ref|NR_025125.1 
1243915 124542 

Peptococcaceae; 

ref|NR_025859.1 


Rhizobiales; Met 


ref|NR_024863.1 


; Arenibacter. 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025581.1 


ae; Labrys. 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025538.1 

1712309 171377 
les; Flavobacter 


hermus ruber DSM 


Meiothermus ruber DSM 
1279 Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Starkeya novella DSM 
eria; Proteobacteria; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


, 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Methylocella 

ocella silvestris BL2 

hylocella. 
Methylobacterium 

3 Methylobacterium 

hylobacteriaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Clostridium 
idium saccharolyticum 


Xanthobacter agilis 


agilis Bacteria; 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Methylocella tundrae 


tundrae Bacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 


ref|NR_025452.1 
1832458 183383 
Bifidoba 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


655354 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


655354 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


655354 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


655354 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


655354 Bacteria_16S 


strain NN0O15860 1 
Bacteroidetes; Fl 


655354 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


655354 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


655354 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


655354 Bacteria_16S 


strain 63287 16S 
Proteobacteria; A 


655354 Bacteria_16S 


strain IPT10 16S 
Proteobacteria; B 


655354 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


655354 Bacteria_16S 


sublithincola str 


sublithincola Bacteria; 
655354 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


655354 Bacteria_16S 


halotolerans stra 
Bacteria; 


intermedia strain 
Bacteria; Proteob 


655354 Bacteria_16S 


train TE2 16S ribosomal RNA, partial seq 
acteria; Proteobacteria; Alphaproteobact 


n CS-K2 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Betaproteobacteria; 


in DSM 5686 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacteri 


in CCUG 38702 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


avobacteria; Flavobacteriales; Flavobact 


Z-7984 16S ribosomal RNA, partial sequen 
tes; Bacillales; Bacillaceae; Amphibacil 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


ain 86FS1 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Deltaproteobacter 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bradyrh 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Burk 


ain S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobiale 


ain QSSC9-3 16S ribosomal RNA, partial s 
Bacteroidetes; 


s strain SR3 16S ribosomal RNA, partial 
s Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Gracilibac 
S1 16S ribosomal RNA, partial sequence 


acteria; Betaproteobacteria; Burkholderi 


1867776 1867841 1 63 gi| 219878289 


1878367 1878431 1 62 gi| 219878282 


Burkholderiales; 
1939107 1939172 1 63 gi| 219878235 


1954447 1954488 28 69 gi| 219878225 
Actinomycetales; 


2062775 2062844 1 67 gi| 219878148 
6S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
eriaceae; Cellulophaga. 
2190459 2190496 27 64 gi| 219857605 
ce 2190108 2191561 Amphibacillus fermentum 


2191956 2191993 27 64 gi|219857604 
2191612 2193037 Amphibacillus 


2255663 2255728 1 63 gi| 219857562 
uence 


2299746 2299811 1 63 gi| 219857530 
2299447 23008 
izobiaceae; 
2330024 2330088 1 62 gi| 219857509 
2329695 2331217 Burkholderia 
holderiaceae; 
2349609 2349674 1 63 gi|219857494 
ce 23493 


ref |NR_025428.1 


ref |NR_025421.1 


ref |NR_025374.1 


ref |NR_025364.1 


ref|NR_025287.1 


ref|NR_025193.1 


ref|NR_025192.1 


ref|NR_025118.1 


Bosea. 
ref|NR_025097.1 


ref |NR_025082.1 


ref|NR_025031.1 


ref|NR_024917.1 


ref |NR_024876.1 


ref |NR_024856.1 


ref|NR_024844.1 


Chelatococcus 


1867493 1868858 Chelatococcus 
Rhizobiales; Beijerinckiaceae; 


Limnobacter 


1878060 1879547 Limnobacter 
Burkholderiaceae; 


Limnobacter. 
Methylobacterium 


1938810 1940249 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 


Actinomyces 


sequence 1954098 1955520 Actinomyces 
Actinomycineae; 


Cellulophaga fucicola 
fucicola Bacteria; 


Amphibacillus 
Amphibacillus tropicus 
tropicus Bacteria; 


Desulfobulbus 


2255320 2256776 Desulfobulbus 
Desulfobacterales; Desulfobulbaceae; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Burkholderia sacchari 
sacchari Bacteria; 


Burkholderia. 


Hyphomicrobium 


35 2350745 Hyphomicrobium sulfonivorans 
Hyphomicrobiaceae; Hyphomicrobium. 

2422860 2422929 1 67 gi| 219857443 
equence 
Flavobacteria; Flavobacteriales; 
2572204 2572269 1 63 gi| 219857286 
sequence 


Aequorivita 


2422553 2423991 Aequorivita 
Flavobacteriaceae; Aequorivita. 


Clostridium 


2571864 2573377 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; 
2627697 2627734 27 64 gi| 219857246 
in NN 16S ribosomal RNA, partial sequence 
Firmicutes; 
655354 Bacteria_16S 


Clostridium. 
Gracilibacillus 


2627322 2628862 Gracilibacillus halotolerans 
illus. 

2644489 2644581 1 90 gi| 219857228 
2644182 2645662 Hydro 
ales; 
2661060 2661125 1 63 gi|219857216 


Hydrogenophaga 
enophaga intermedia 


g 
Comamonadaceae; Hydrogenophaga. 


Methylorhabdus 


multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 


Bacteria; 


Proteobacteria; A 


655354 Bacteria_16S 


Salegentibacter. 


655354 Bacteria_16S 


655354 Bacteria_16S 


Clostridia; 


Proteobacteria; Alphaproteobacteria; Rhizobiale 
655354 Bacteria_16S 


Bacteroidetes; 


Proteobacteria; 


Clostridiaceae; Clostridium. 


655354 Bacteria_16S 


Ss; 


2662145 26634 


sequence 
Flavobacteria; Flavobacteriales; 


2849079 2849143 1 62 gi] 219856891 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 
saccharophila Bacteria; 
655354 Bacteria_16S 


Betaproteobacteria; 
2994013 2994078 1 63 gi|219846927 
larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 

larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria 
Rhizobium/Agrobacterium group; Agrobacterium. 
3031967 3032032 1 63 gi| 219846901 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; 
Clostridiales; 


Burkholderiales; 


Rhizobiales; 


3071305 3071370 1 63 gi|219846874 


ref|NR_024843.1 


ref|NR_024823.1 


ref |NR_024710.1 


ref |NR_026519.1 


ref|NR_026493.1 


ref|NR_026466.1 


Hyphomicrobiaceae; Methylorhabdus. 
2662443 2662508 1 63 gi] 219857215 
strain IM1 16S ribosomal RNA, partial sequence 


Methylopila capsulata 


75 Methylopila capsulata Bacteria; 
lphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 
2691002 2691071 1 67 gi| 219857195 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial 
holothuriorum Bacteria; 


Salegentibacter 


2690706 2692117 Salegentibacter 
Flavobacteriaceae; 


Pelomonas 


2848765 2850266 Pelomonas 
Comamonadaceae; 


Pelomonas. 
Agrobacterium 


2993732 2995168 Agrobacterium 
Rhizobiaceae; 


Clostridium indolis 
Firmicutes; 


Methylocella palustris 


strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


CCATTAGCTAGTTGGTAGGGTAAGAGCCTACCAAGGCTACGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAAGCTCTGTCTAGAGGGAAG 
AAATGATAATTGGTTAATACCCGGTTTTCTTGACGGTACCTCTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGT 
TCGGATTTATTGGGCGTAAAGCGCGTGTAGGCGGTTTGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAAGTGCATTGGAAACTGGCAGACTTGAATAC 
GGGAGAGGGTAGTGGAATTCCTAGTGTAGGAGTGAAATCCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACCGATATTGACGCTGAGACGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAGGTGTTGCGGGTATTGACCCCTGCAGTGCCGCAGCTAACGC 
ATTAAGTACTCCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCG 
CAGAACCTTACCTGGTCTTGACATCTACGGAACCTTCGTGAAAGCGAGGGGTGCCTTTCGGGGAGCCGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTCAGTTGCCATCATTAAGTTGGGCACTCTGTGGAGACTGCCGGTGTTAAACCGGAGGAAGG 
TGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGAGTTGCGATACAGCGATGTGGAGCTAATCTCATA 
AAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCACGGGAGTCGATTGGTCCCGAAGTACGTGAGCTAACCCTTTTGGGAGGCAGCGTCCTAAGGAATGGTCGGTGACTGGGGTGAAGT 
CGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTTGGCGGCGTGCTTACCACATGCAAGTCGAACGCTG 
AACCGGNTTCGGNTGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGTCCTGTACTCTGGGATAAGCCCTGGAAACGGGGTCTAATACCGGATATG 
ACTTCGCACCGCATGGTGTGGGGTGGAAAGTTCTGGCGGTACAGGGTGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGT 
AGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGC 
AGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGTGAGTGACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCCGTGAAAACTGGAGGCTTAA 
CCTTCAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG 
AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTG 
TGGGTGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCAGACATCCCCAGAGATGGGGCTTCCCTTGTGGTTGGTGT 
GCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGCGTCATGGCGGGGAC 
TCGCGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGA 
GGGTTGCGATATCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCACGGCCCAACCCCTTGTGGGAGG 
GAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTANCCGTACCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNGATAAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCCGGACACCTAGCTTGCTAGGGAGAAGGAGTGGCGAAC 
GGGTGAGTAATACATAAGCAATCTGCCCACAAAGACTGGGATAACCTCTGGAAACGGGGACTAATACCGGATAGGTAGAAGAGAGGCATCTTTCTTCTATTAAAG 
ATGAGAAGCACTAGTGGATGAGCTTATGGCGCATTAGTTAGTTGGTGAGGTAACGGCCCACCAAGACGATGATGCGTAGCCGGCCTGAGAGGGTGAACGGCCACA 
TTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGACGGCCTT 
CGGGTTGTAAAGCTCTGTTGTAAGAAAAGATAAACTAGGAGAGGATCTTAGTCAGACATTATCTTACCAGAAAGCCACGGCTAATTACGTGCCAGCAGCCGCGGT 
AATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGTCTGTTAAGTTCATGGTCAAATTGTGGGGCTCAACCCCATCGCGCCAT 
GGATACTGGCAGACTAGAGTATTGGAGAGGCAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAGGCGACTTGCTAG 
CCAAAGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCTGTAAACGATGAATACTAAGTATTGGGGAGACTCAGT 
GCTGCAGCTAACGCATTAAGTATTCCGCCTGTGGAGTATGCACGCAAGTGTGAAACATAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAA 
TTCGACGCAACGCGAAGAACCTTACCAGGCCTTGACATCCCTTGCGAAGTTCTAGAGATAGGATAGAGGTTATCAAGGAGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTCAGTTACCATCATTAAGTTGGGGACTCTGGAGAGACTGCCGGTGATAAACCG 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGGCCTGGGCTACACACGTACTACAATGGCTATTACAACGTGGAGCGACTGTGCGAACAGAAGCGA 
ATCACTGAAAGATAGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTC 
GGGCCTTGTACACACCGCCCGTCATACCATGAGAGTTGGTAATACCCGAAGCCGGTGGCC TAACCGAAAGGAAGGAGCCGTCGAAGGTAGGACTAATGATTGGGG 
TCAAGTCGTAACAAGGTATCCCTACGAGAACGTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGATGAAACGCTAGCGGCA 
GGCCTAACACATGCAAGTCGAGGGGTAACATAGGAAAGCTTGCTTTCTTGATGACGACCGGCGCACGGGTGCGGAACGCGTATGGAACCTGCCCCTGTCAGGGGA 
ATAGCCCAGGGAAACTTGGATTAATGCCCCATGGTACCGCGATATCGCATGATATTGCGGTTAAAGATTTATCGGACAGGGATGGCCATGCGTACCATTAGTTAG 
TTGGTGGGGTAACGGCCCACCAAGGCAGCGATGGTTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCA 
GTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGCCCTATGGGTTGTAAACTGCTTTTATACGGGAAGAAACGCACCT 
ACCTGTAGGTGTCTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTT 
AAAGGGTCCGGTAGGCGGGCCTGTAAGTCAGGGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCTTTGATACTGCAGGTCTTGAGTCATGGTGGGGGTCGCCGG 
AACATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAACACCGATCGCGAAGGCAGGTGGCCAACCATGTACTGACGTGATGGACGAAAGCGTGGGTAGCG 
AACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTGGGGACTTCGGTCTCCGTGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGG 
AGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTA 
AATGCAGGCTGCATGGGGTGGAGACACCCCTTTCTTCGGACTGCCTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATA 
ACGAGCGCAACCCCTACCGTTAGTTGCCAGCATGTAAAGATGGGGACTCTAACGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGACGACGTCAAATCATCAC 
GGCCCTTACGTCCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGAAGCCACCCCGCAAGGGGGCGCGGATCTACAAAACCGGTCACAGTTCGGATCGGG 
GTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATG 
GAAGCCGGGAGTGCCTGAAGTCCGTCACCGAGAGGAGCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACGGATCCAGAGT 
TTGATTATGGCTCAGAGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGACTTAATGAGCTTGCTTATTAAGTTAGTGGCGCACGGGTGAGTAATAT 
ATAGCTAACCTGCCCTTTAGTGGGGGACAACAGTTGGAAACGACTGCTAATACCCCATACTCCTTCTGATCTTAAGATCAGTTGGGAAAGATTTATCGCTAAAGG 
ATGGGGCTTTATTGTATCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTATGACGCATACCTGGTCTGAGAGGATGATCAGGCACACTGGAACTGAGACACGG 
TCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGGAGGATGACGCATTTCGGTGTGTAAACTCCT 
TTTATAGGGGAAGATAATGACGGTACCCTATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGG 
GCGTAAAGGATGCGTAGGCTGGAAATCAAGTCGAGAGTGAAATCCAACGGCTCAACCGTTGAACTGCTCTCGAAACTGGTTACCTAGAATATGGGAGAGGTAGAT 
GGAATTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAGGAATACCGATTGCGAAGGCGATCTACTGGAACATTATTGACGCTGAGGCATGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCACACTAGTTGTTGCGATGCTAGTCATTGCAGTAATGCACTTAACAGATTAAGTGTGCCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACACGAAGAACCTTACCTG 
GCCTTGATATCCTAAGAATCCTTTAGAGATAGAGGAGTGCTAGTTTACTAGAACTTAGAGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTGATTAGTTGCTAACAGTTCGGCTGAGCACTCTAATCAGACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGT 
CAAGTCATCATGGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGC TAGGACAAAGAGACGCGATACTGCGAAGTGGAGCAAATCTTAAAACCTAGTCTCAG 
TTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGTAGATCAGATATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCC 
GTCACACCATGGGAGTTGAATTCACCCGAAGCCGGAATACTAAACTAGTTACCGACCACGGTGGGTTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAAG 
TTCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCAGGCCTAACACATG 
CAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGA 
AACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAG 


655354 Bacteria_16S 


strain ORS 992 16 


strain Feox-1 16S 
Proteobacteria; 

Clostridia; 
strain 301 16S ri 
strain ATCC 33048 
Bacteria; 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
655354 Bacteria_16S 
denticolens strai 
denticolens Bacte 


Actinomycetaceae; 


655354 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
655354 Bacteria_16S 
ain VPB 4874 16S ribosomal RNA, partia 


cangingivalis str 
cangingivalis Bac 
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aggregatus strain 
aggregatus Bacter 


celerecrescens st 
celerecrescens Ba 
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strain NCTC 83785 
Bacteria; Proteob 


strain H152 16S r 


B 


Firmicu 
655354 Bacteria_16S 


3075773 3075838 1 63 
S ribosomal RNA, partial sequence 


gi 


3126984 3127049 1 63 gi 


3138892 3138957 27 92 

ibosomal RNA, partial sequence 

Deinococci; Thermales; 
3157294 3157359 1 


gi 


Thermaceae; 
63 gi 


Firmicutes; Clostridia; 
3233043 32330911 


ia; 


46 gi 


3263225 32632901 63 gi 


3269202 3269266 1 
ribosomal RNA, 


62 
complete sequence 


gi 


3301288 3301352 28 92 gi 
ridiales; Blautia. 
3308893 3308958 1 63 


bosomal RNA, partial sequence 


gi 


3410818 3410855 27 64 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; 
3412342 3412383 28 69 gi 
16S ribosomal RNA, partial sequence 
3479827 3479868 28 69 gi 
ria; Actinobacteria; Actinobacteridae; 

Actinomyces. 

3481308 3481349 28 69 gi 
16S ribosomal RNA, partial sequence 
3548358 3548427 1 67 gi 
teria; Bacteroidetes; Bacteroidia; Bac 
3578642 3578707 1 63 gi 
IFAM 1003 16S ribosomal RNA, partial 


3598652 3598717 1 63 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; 
3627123 3627187 1 62 gi 
16S ribosomal RNA, complete sequence 


3656178 3656243 1 63 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


655354 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


655354 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


655354 Bacteria_16S 
SM 5424 16S ribosomal RNA, partial seq 
Flavob 


salegens strain D 
salegens Bacteria 
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strain CDC 8142 1 
Proteobacteria; B 


655354 Bacteria_16S 


3701717 3701786 1 67 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
3767267 3767332 1 63 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


gi 


3814186 3814255 1 67 gi 


; Bacteroidetes; Flavobacteria; 


3874908 3874972 1 62 gi 
etaproteobacteria; Neisseriales; Neiss 
3879537 3879602 1 63 gi 


ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


DSM 4024 16S ribosomal RNA, partial s 
Clostridia 


complete se 


Clostridiales; Veillo 


n NCTC 11490 16S ribosomal RNA, partia 


ia; Proteobacteria; Alphaproteobacteri 
655354 Bacteria_16S 


Clostr 


acteria; Betaproteobacteria; Neisseria 
655354 Bacteria_16S 


219846871 


3075492 30769 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
655354 Bacteria_16S 
zavarzinii strain 
zavarzinii Bacter 
655354 Bacteria_16S 
strain GY-1 16S r 
Deinococcus-Thermus; 
655354 Bacteria_16S 
guttoideum strain 
guttoideum Bacter 
655354 Bacteria_16S 
acanthamoebae strain Bn9 16S ribosomal RNA, 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parac 
655354 Bacteria_16S 
australicum strain IFAM ST1306 16S ribosomal RNA, parti 
australicum Bacteria; Proteobacteria; Alphaproteobacter 
655354 Bacteria_16S 


biaceae; 
219846837 

uence 

a; 
219846829 


3138565 31400 
eiothermus. 


M 
219846817 
equence 

les; 
219846765 
quence 

hl 
219846745 
al sequenc 
ia; Rhizob 
219846741 


3268876 32703 
etaproteobacteria; Burkholderiales; Le 
655354 Bacteria_16S 
strain B 16S ribo 
Clost 
655354 Bacteria_16S 


ptothrix. 
219846720 


somal RNA, partial sequence 3300930 3302411 Blaut 


219846715 


3308619 33100 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
655354 Bacteria_16S 


obacterace 
219846637 
34104 
nellaceae; 
219846636 
34120 
no: 
219846589 
1 sequence 
Actinomyc 


219846588 
34809 
nomycineae 
219846544 
1 sequence 
teroidales 
219846523 
sequence 

a; Rhizobi 
219846508 
al sequenc 
idiales; C 
219846487 
36267 
les; Neiss 
219846467 


3655877 36573 


biaceae; R 
219846435 


3701387 37028 


cteriaceae 
219846386 
sequence 

a; Desulfo 


219846353 
uence 

ac 
219846312 


6S ribosomal RNA, partial sequence 3874615 38761 


eriaceae; 
219846309 


R 


Rhizobi 


Lachn 


amydiace 


mycineae; 


teriales; 


ref|NR_026463.1 


hizobium/Agrobac 
ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref|NR_026421.1 


ref|NR_026409.1 

3156952 315844 
ospiraceae. 
ref |NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026333.1 


ref 
ias 


NR_026312.1 
chinkii Bact 


ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacter 
ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026181.1 

3479494 348091 
etales; Actinomy 


ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026059.1 


hizobium/Agrobac 
ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


ref|NR_025944.1 

3813879 381534 
; Flavobacteriac 
ref |NR_025902.1 
Neisseria. 
ref 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Hyphomicrobium 

1 Hyphomicrobium 

biaceae; Hyphomicrobium. 
Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Desulfotomaculum 
6 Desulfotomaculum 


Parachlamydia 
7 Parachlamydia 
a. 

Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Blautia schinkii 
eria; Firmicutes; 


Xanthobacter flavus 


flavus Bacteria; 


Dialister pneumosintes 
ter pneumosintes 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Porphyromonas 

1 Porphyromonas 

ceae; Porphyromonas. 
Blastobacter 

9 Blastobacter 

biaceae; Blastobacter. 
Clostridium 

6 Clostridium 

lostridium. 
Neisseria gonorrhoeae 

ria gonorrhoeae 

ria. 

Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Gelidibacter algens 


algens Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Salegentibacter 

9 Salegentibacter 
eae; Salegentibacter. 
Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Caloramator fervidus 


NR_025899.1 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


Caloramato 


Yr. 
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strain ATH 2.2.1 
Proteobacteria; 


strain NCIMB 1176 
Bacteria; 


denitrificans Bac 
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strain gal 1261 1 


B 
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Proteob 
655354 Bacteria_16S 
denitrificans str 


3961135 3961199 1 62 gi 
etaproteobacteria; Burkholderiales; Ru 
3968645 3968710 1 63 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3971493 3971585 1 90 gi 
ain AS-P1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
3980042 3980107 1 63 gi 


219846251 
16S ribosomal RNA, partial sequence 3960828 39622 
br 
219846246 


ri 
219846244 
eq 
ri 
219846238 
6S ribosomal RNA, partial sequence 3979744 39812 


ivivax. 


39683 
llales; 


uence 
a; Burkh 


ref |NR_025841.1 


ref|NR_025836.1 
66 3969766 Phaeo 
Rhodospirillace 
ref |NR_025834.1 

3971185 397263 
olderiales; 
ref |NR_025828.1 


s 
a 


Coma: 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 
Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
655354 Bacteria_16S 3984555 3984624 1 67 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

655354 Bacteria_16S 3988989 3989058 1 67 gi|219846232|ref|NR_025822.1| Gillisia mitskevichiae 
strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 3990112 Gillisia mitskevichiae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gillisia. 

655354 Bacteria_16S 3991972 3992041 1 67 gi|219846230|ref|NR_025820.1| Salegentibacter 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 3991660 3993097 Salegentibacter 
mishustinae Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
655354 Bacteria_16S 4012963 4013032 1 67 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

655354 Bacteria_16S 4014443 4014512 1 67 gi|219846213|ref|NR_025803.1| Winodgradskyella 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
655354 Bacteria_16S 4085679 4085744 1 63 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

655354 Bacteria_16S 4093211 4093280 1 67 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

655354 Bacteria_16S 4114243 41143121 67 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

655354 Bacteria_16S 4172594 4172659 1 63 gi|219846098|ref|NR_025688.1]| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

655354 Bacteria_16S 4228685 4228754 1 67 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 


strain SW49 16S r 
Bacteroidetes; Fl 
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methylohalidivora 
methylohalidivora 
Leisingera. 
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hispanicum strain 
Bacteria; Proteob 
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strain 12B4 16S r 
Firmicutes; Clost 
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strain TCl 16S ri 
Proteobacteria; G 
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strain Y6 16S rib 
Proteobacteria; G 
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thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 
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strain BAL-1 16S 
Chrysiogenetes; C 
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intestinale strai 
intestinale Bacte 


ibosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
4231756 42318211 63 gi 
ns strain MB2 16S ribosomal RNA, parti 
ns Bacteria; Proteobacteria; Alphaprot 


Cc 


a 
e 


4239303 4239368 1 63 gi 


GP34 16S ribosomal RNA, partial sequen 


Bacteria; Firmicutes; Bacillales; Paeni 
130732 130776 27 71 

ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
161217 161277 28 88 gi 
n Catt39 16S ribosomal RNA, partial se 


ria; Firmicutes; Clostridia; Clostridi 


gi 
° 


q 
a 
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strain MSB-8 16S 
Thermotogae; Ther 


304374 304438 1 62 gi 
ribosomal RNA, complete sequence 


motogales; Thermotogaceae; Thermotoga. 


4228378 42297 


219846047 


219846042 


acteria; Alphaproteobacteria; Rhizobiales; Methy 
21470 21506 27 63 gi| 265679049 
ibosomal RNA, partial sequence 21157 22626 
ridia; Clostridiales; Veillonellaceae; Propionis 
59397 59461 1 62 gi| 265679024 
bosomal RNA, partial sequence 59080 60579 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
60945 61009 1 62 gi| 265679023 
osomal RNA, partial sequence 60630 62129 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
101791 101827 27 63 gi| 265678995 
strain L420-91 16S ribosomal RNA, partial sequen 


265678975 
130392 13190 


265678955 


265678857 
304028 305589 Thermotoga maritima Bacteria; 


teriaceae 


1 
°. 


sequenc 
bacteria 


ce 42390 


bacillace 


genes. 


uence 


les; Clos 


; Aequorivita. 
ref |NR_025637.1 
e 4231451 423288 
Rhodobacterale 


, 


ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_029357.1 

Propionispira 
pira 
ref 


NR_029332.1 


acea 
ref 


e; Xanthomon 
NR_029331.1 


aceae; Xanthomon 
ref |NR_029303.1 
ce 101441 102925 
ae; Aneurinibaci 


ref |NR_029283.1 
2 Chrysiogenes 


ref |NR_029263.1 
160899 162283 
tridiaceae; Clos 


99 Aequorivita antarctica Bacteria; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Propionispira arboris 
arboris Bacteria; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Aneurinibacillus 
Aneurinibacillus 
llus group; 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Clostridium 
Clostridium 
tridium. 


ref|NR_029163.1 


Thermotoga maritima 


655354 Bacteria_16S 
strain DKP 16S ribosomal RNA, partial 
Bac 


thermoamylovorans 
thermoamylovorans 


655354 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; Clost 


655354 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


655354 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


655354 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


655354 Bacteria_16S 


contaminans strai 
contaminans Bacte 


655354 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


655354 Bacteria_16S 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
655354 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


picturae strain R 
Bacteria; Firmicu 


655354 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


655354 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


655354 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


655354 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


655354 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


655354 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


321063 321099 27 63 gi 
Bacteria; Firmicutes; Bacillales; 
387766 387802 27 63 


ribosomal RNA, partial sequence 


gi 


501667 501703 27 63 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

525975 526011 27 63 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; 
548867 548903 27 63 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
577700 577764 1 62 gi 


gi 


gi 


606286 606322 27 63 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; 

642992 643028 27 63 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
652034 652094 28 88 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
670045 670137 1 90 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
706166 706210 48 92 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
718407 718443 27 63 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
761632 761668 27 63 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 


gi 


655354 Bacteria_16S 


montpellierensis 
montpellierensis 


655354 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


655354 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


655354 Bacteria_16S 


ruestringensis st 
ruestringensis Ba 


655354 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


655354 Bacteria_16S 


selenitireducens 
selenitireducens 


655354 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


766297 766333 27 63 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
800090 800162 1 70 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
812367 812431 1 62 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
864031 864103 1 70 gi 
rain Bl 16S ribosomal RNA, partial seq 
cteria; Bacteroidetes; Flavobacteria; 

867062 867126 1 62 gi 


Bacillace 


Oceanoba 


265678846 
sequence 
illaceae; 

265678796 


387448 38884 


ridia; Clostridiales; Veillonellaceae; Veillonel 

423255 423291 27 63 gi| 265678772 
bosomal RNA, partial sequence 422881 42442 
lales; Bacillaceae; Bacillus. 

452594 452630 27 63 gi| 265678752 
S ribosomal RNA, complete sequence 452220 45376 
lales; Macrococcus. 

454192 454228 27 63 gi| 265678751 
S ribosomal RNA, complete sequence 453819 45536 
lales; Macrococcus. 

487706 487770 1 62 gi| 265678726 
n Ul 16S ribosomal RNA, partial sequence 48737 
acteria; Gammaproteobacteria; Oceanospirillales; 


265678717 


501307 50281 


265678701 
equence 


265678686 


548509 55004 
Sporomusa. 


265678667 
ence 57740 
irillales; 
265678647 
nce 60592 
cillus. 

265678622 


642624 644123 Sporo 


265678615 


651676 65311 


Clostridiu 
265678602 


669757 67122 


265678578 


705889 70720 


Dorea. 
265678569 
ence 71801 
illus. 
265678538 
quence 
illaceae; 
265678535 
artial seq 
tridiales; 
265678512 


799765 80123 


cteriaceae 
265678504 
nce 81203 
ales; Ecto 
265678469 
uence 

Flavobacte 
265678467 


16S ribosomal RNA, partial sequence 866725 86827 


ammaproteobacteria; Xanthomonadales; X 
959162 959206 27 71 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
1008178 1008214 27 63 gi 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


anthomonad 
265678405 
1 sequence 
llaceae; B 


ae; Anoxyb 


musa 


uenc 


thio 


ref|NR_029151.1 
320691 322234 

Bacillus. 

ref|NR_029101.1 


la. 


ref|NR_029077.1 


ref|NR_029057.1 


ref|NR_029056.1 


ref |NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref |NR_029022.1 


ref|NR_029006.1 

525601 527141 
acillus. 
ref |NR_028991.1 


ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus. 
ref |NR_028952.1 
0 607435 Oceano 
ref |NR_028927.1 
ovata Bacte 


ref|NR_028920.1 


ref |NR_028907.1 


ref |NR_028883.1 


ref |NR_028873.1 
9 719581 Virgib 


ref |NR_028842.1 

761257 762788 
Paenibacillus. 
ref |NR_028839.1 
e 765978 
llonellaceae 
NR_028815.1 


Vei 
ref 
; Kaistella. 
ref |NR_028807.1 
5 813508 Thioal 
rhodospirace 
ref|NR_028772.1 

863710 865135 
riales; Flavobac 
ref|NR_028770.1 


aceae; Xanthomon 
ref|NR_028707.1 

958824 960272 
acillus. 


265678372 


Bacillus 
Bacillus 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Marinomonas 
monas ushuaiensis 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Anoxybacillus 
Anoxybacillus 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Thalassolituus 
solituus oleivorans 


Oceanobacillus 
bacillus picturae 


Sporomusa ovata strain 
ria; Firmicutes; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 
m. 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Virgibacillus 
acillus marismortui 


Paenibacillus 
Paenibacillus 


Veillonella 

767386 Veillonella 
Veillonella. 
Kaistella koreensis 


’ 


6 Kaistella koreensis Bacteria; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Muricauda 

Muricauda 
teriaceae; Muricauda. 
Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Bacillus 
Bacillus 


ref |NR_028674.1 


Bacillus edaphicus 


1007814 1009265 Bacillus edaphicus Bacteria; 


655354 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
655354 Bacteria_16S 
primoryensis stra 
primoryensis Bact 
655354 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


655354 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


655354 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


655354 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


655354 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
655354 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


1059989 1060021 27 59 gi 
cteria; Deinococcus-Thermus; 


1064569 1064633 1 62 gi 


eria; Proteobacteria; 
1086902 1086938 27 

1 RNA, complete sequence 
laceae; Bacillus. 

1139876 1139940 1 

n E1L3A 16S ribosomal RNA, 
ria; Proteobacteria; 


63 gi 


62 gi 


1154962 1154998 27 
16S rib 
tes; Bacillales; Bacillaceae; 
1174722 1174786 1 62 
osomal RNA, partial sequence 
acteria 


63 gi 


gi 


’ 


1194396 1194432 27 


63 gi 


a; Firmicutes; Clostridia; 


1201949 1202013 1 62 gi 


motogales; Thermotogaceae; 


rain Tl 16S ribosomal RNA, partial seq 
Deinococc 


in KMM 3633 16S ribosomal RNA, partial 
Gammaproteobacte 


complete se 


Gammaproteobacter 


53 16S ribosomal RNA, partial sequence 
Thermoanaer 


265678337 
uence 
i; 
265678334 
sequence 
ria; 
265678318 


1086532 1088056 Bacil 


253680763 
quence 
ia; 


253680753 


osomal RNA, partial sequence 1154576 11561 
Oceanoba 


cillus. 
228718578 


1174405 11758 
Gammaproteobacteria; Kangiell 


a 


228715634 


228715358 


Thermal 


Ocean 


Salini 


11940 
obacterale 


ref 


es; 


ref 


ref 


lus 


ref 


1 


ref 


ref 


ref 


Ss; 


ref 


somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotoga. 


1059624 10611 


1064282 10657 


ospirillales; Ma 


139586 11410 


spha 


29 1195514 Carbo 
T 


NR_028639.1 
Thermaceae; 
NR_028636.1 
NR_028620.1 
akibai Bact 
NR_028011.1 
Sal 


erales; 


NR_028001.1 


NR_027574.1 


NR_027536.1 
hermoanaero 


NR_027530.1 
a neapolita 


al 


0 


e 


2 
i 


x 
b 


n 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Marinomonas 
0 Marinomonas 
rinomonas. 
Bacillus akibai strain 
ria; Firmicutes; 


Salinisphaera 
5 Salinisphaera 


nisphaeraceae; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


655354 Bacteria_16S 1227540 1227604 1 62 gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 1228719 Cellvibrio fibrivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

655354 Bacteria_16S 1236753 1236817 28 92 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

655354 Bacteria_16S 1272818 1272890 1 70 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

655354 Bacteria_16S 1274240 1274312 1 70 gi|219846219|ref|NR_025809.1| Sejongia antarctica 
strain AT1013 16S ribosomal RNA, partial sequence 1273959 1275312 Sejongia antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

655354 Bacteria_16S 1284686 1284722 27 63 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

655354 Bacteria_16S 1286243 1286279 27 63 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

655354 Bacteria_16S 1293834 1293870 27 63 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

655354 Bacteria_16S 1296744 1296780 27 63 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 


strain 2DT 16S ri 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

655354 Bacteria_16S 1311859 1311923 1 62 gi|228721465|ref|NR_027606.1 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 131304 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 
Xanthomonas. 

655354 Bacteria_16S 1315017 1315053 27 63 gi| 228716557 |ref|NR_027552.1 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 131617 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

655354 Bacteria_16S 1356340 1356400 28 88 gi|228720131|ref|NR_027589.1 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 135748 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiacea 
655354 Bacteria_16S 1428755 1428819 1 62 gi|224581439|ref|NR_027221.1 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 142992 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xant 
Lysobacter. 

655354 Bacteria_16S 1433404 1433440 27 63 gi|224581433|ref|NR_027215.1 


strain GD521 16S 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


bosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 
1517999 1518063 28 


92 gi 


655354 Bacteria_16S 
strain PC80 16S ribosomal RNA, partial sequence 


1519511 1519575 28 92 gi 


1296399 12978 


1433051 14345 


219857618 


1517647 15191 


Hespellia 
219857617 


ref 


NR_025207.1 


ref 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 


68 Bacillus endophyticus Bacteria; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Bacillus subtilis 
3 Bacillus subtilis 


Clostridium 

9 Clostridium 
e; Clostridium. 
Lysobacter 

1 Lysobacter 
homonadaceae; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


NR_025206.1 


Hespellia porcina 


1519166 1520614 Hespellia porcina Bacteria; 


655354 Bacteria_ 


ayderensis strain 
Firmicu 


Bacteria; 
655354 Bacteria_ 


kestanbolensis st 
kestanbolensis Ba 


655354 Bacteria_ 


LMG 22167 16S rib 
Bacil 


Bacillales; 
655354 Bacteria_ 


maitriensis strai 


osomal RNA, partial sequence 
laceae; Bacillus. 
16S 1634901 1634937 27 


63 gi 


1585730 15872 


219878453 


16S 1554472 1554508 27 63 gi| 219857209 |ref|NR_024837. 
AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxy. 
tes; Bacillales; Bacillaceae; Anoxybacillus. 

16S 1561891 1561927 27 63 gi| 219846143 |ref|NR_025733. 
rain K4 16S ribosomal RNA, partial sequence 1561538 15629 
cteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

16S 1586081 1586117 27 63 gi| 219878487 |ref|NR_025626. 


ref|NR_025592. 


33 Bacillus humi 


Anoxybacillus 
acillus ayderensis 


b 


1 


Anoxybacillus 
3 Anoxybacillus 


Bacillus humi strain 
Bacteria; Firmicutes; 


Planococcus 


n Sl 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
655354 Bacteria_16S 1651538 1651574 27 63 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
655354 Bacteria_16S 1685096 1685132 27 63 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
655354 Bacteria_16S 1689646 1689682 27 63 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
655354 Bacteria_16S 1691156 1691220 1 62 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 
655354 Bacteria_16S 1692755 1692799 27 71 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
655354 Bacteria_16S 1752253 1752289 27 63 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


strain LMG 18422 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

655354 Bacteria_16S 1779458 1779494 27 63 gi|219878350|ref|NR_025489.1 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 17806 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
655354 Bacteria_16S 1789936 1789972 27 63 gi| 219878342 |ref|NR_025481.1 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 17910 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

655354 Bacteria_16S 1803707 1803743 27 63 gi|219878333|ref|NR_025472.1 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 18048 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

655354 Bacteria_16S 1808334 1808370 27 63 gi|219878330|ref|NR_025469.1 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 18094 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

655354 Bacteria_16S 1841981 1842017 27 63 gi| 219878307 |ref|NR_025446.1 


strain DSM 497 16 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain M577-94 16 
Firmicutes; 


strain DSM 9172 1 


Lacto 
655354 Bacteria_16S 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1843546 1843582 27 63 

S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 
1857019 1857055 27 63 


gi 


Isobacu 
gi 


lu 


16S ribosomal RNA, partial sequence 1751903 17534 


1841624 18431 


219878306 
1843183 18446 


mM. 


219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


ref 


ref 
69 Trichococcus 


NR_025445.1 
97 Isobaculum melis Bacteria; 


NR_025435.1 


04 Bacillus luciferensis Bacteria; 


Paenibacillus 
19 Paenibacillus 
Virgibacillus 
87 Virgibacillus 
Virgibacillus 
62 Virgibacillus 
Planococcus 
61 Planococcus 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Isobaculum melis 


Trichococcus palustris 
palustris Bacteria; 


Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

655354 Bacteria_16S 1879971 1880007 27 63 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

655354 Bacteria_16S 1881552 1881588 27 63 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

655354 Bacteria_16S 1883128 1883164 27 63 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

655354 Bacteria_16S 1884708 1884744 27 63 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

655354 Bacteria_16S 1887771 1887835 1 62 gi|219878273|ref|NR_025412.1| Acinetobacter 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 1887472 1888937 Acinetobacter 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
655354 Bacteria_16S 1901479 1901550 1 69 gi|219878262|ref|NR_025401.1] Actinomyces 


suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


655354 Bacteria_16S 
strain L1/68 16S 
Proteobacteria; G 
655354 Bacteria_16S 
strain LMG 18435 
Firmicutes; Bacil 
655354 Bacteria_16S 
strain 581 16S r 
Firmicutes; Bacil 


lales; 


1927023 1927087 1 


1940650 1940686 27 


Bacillaceae; 
1974002 1974038 27 


Planococcaceae; 


62 


ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


63 


63 


ibosomal RNA, partial sequence 
lales; 


gi 


gi 


gi 


1973642 19751 
Marinibacillus. 


219878243 


1926697 19282 
thomonad 


an 
219878234 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


219878212 


ref |NR_025382.1 


acea 
ref 


e; Ignatzsc 
NR_025373.1 


ref|NR_025351.1 
64 Marinibacillu 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 
h 


ineria. 
Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Marinibacillus marinus 
s marinus Bacteria; 


655354 Bacteria_16S 2024538 2024602 1 62 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

655354 Bacteria_16S 2038157 2038193 27 63 gi| 219878169 |ref|NR_025308.1| Virgibacillus proomii 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

655354 Bacteria_16S 2049107 2049143 27 63 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

655354 Bacteria_16S 2050667 2050703 27 63 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

655354 Bacteria_16S 2070511 2070547 27 63 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

655354 Bacteria_16S 2094949 2094985 27 63 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

655354 Bacteria_16S 2107040 2107104 1 62 gi|219878115|ref|NR_025254.1]| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

655354 Bacteria_16S 2114694 2114730 27 63 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

655354 Bacteria_16S 2123795 2123831 27 63 gi|219857652|ref|NR_025241.1] Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

655354 Bacteria_16S 2125351 2125387 27 63 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

655354 Bacteria_16S 2153928 2153992 1 62 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

655354 Bacteria_16S 2220642 2220706 1 62 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

655354 Bacteria_16S 2283308 2283372 1 62 gi|219857544|ref|NR_025132.1| Methylobacter marinus 


strain A45 16S ri 
Proteobacteria; G 
655354 Bacteria_16S 
strain NRRL B-231 
Firmicutes; Bacil 
655354 Bacteria_16S 
strain BG29 16S r 


lales; 


2284879 2284915 27 


Bacillaceae; 
2337515 2337559 27 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 


63 


74 


ibosomal RNA, partial sequence 


2282981 22844 


gi 


54 16S ribosomal RNA, partial sequence 
Bacillus. 


gi 


et 
219857542 
22845 


219857503 


2337153 23386 


hylococec 


79 Methylobacter 
acea 
ref |NR_025130.1 
30 2285939 Bacill 


ref|NR_025091.1 


e; Methyloba 


marinus Bacteria; 
cter. 

Bacillus sonorensis 
us sonorensis Bacteria; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

655354 Bacteria_16S 2339065 2339109 27 71 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
655354 Bacteria_16S 2345152 2345188 27 63 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

655354 Bacteria_16S 2396726 2396766 27 67 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

655354 Bacteria_16S 2402775 2402811 27 63 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

655354 Bacteria_16S 2412016 2412080 1 62 gi| 219857452 |ref|NR_025040.1| Methylosarcina 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


Methylosarcina. 


2411699 241321 


0 Methylosarcina 


655354 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


655354 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


655354 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


655354 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


655354 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


655354 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


655354 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


655354 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


655354 Bacteria_16S 


campinasensis str 
campinasensis Bac 


655354 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


655354 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


655354 Bacteria_16S 


MA001 16S ribosom 
Bacillales; Bacil 


655354 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


655354 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


655354 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


655354 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


655354 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


655354 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


655354 Bacteria_16S 
6S ribosomal RNA, partial sequence 2875223 28767 


strain IFO15718 1 
Firmicutes; Bacil 


655354 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


2413582 2413646 1 62 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Met 
2445458 2445522 1 62 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2471241 2471305 1 62 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2501235 2501299 1 62 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2547742 2547786 27 71 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2550742 2550778 27 63 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2566119 2566155 27 63 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2633713 2633749 27 63 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2642978 2643014 27 63 gi 


gi 


na 


al 


io 


oc 


al 
id 


se 
co 


ibosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 


2878731 2878767 27 63 gi 


laceae; Bacillus. 


655354 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


219857451 


2413261 24147 


219857422 


219857402 


219857381 


219857345 


219857343 


219857290 


219857236 


219857229 


ain 324 16S ribosomal RNA, partial sequence 2642624 264413 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
2679066 2679102 27 63 gi|219857203|ref|NR_024831.1 
ain IS40-3 16S ribosomal RNA, partial sequence 2678696 268021 
teria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
2696849 2696885 27 63 gi|219857190|ref|NR_024818.1 
rain TH13 16S ribosomal RNA, partial sequence 2696496 269800 
cteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
2698403 2698439 27 63 gi| 219857189 |ref|NR_024817.1 
al RNA, partial sequence 2698052 2699555 Bacillus asahii Bacte 
laceae; Bacillus. 
2711942 2711978 27 63 gi|219857180|ref|NR_024808.1 
ibosomal RNA, partial sequence 2711598 27129 
lales; Bacillaceae; Bacillus. 
2725618 2725654 27 63 gi|219857170|ref|NR_024798.1 
ribosomal RNA, partial sequence 2725265 27267 
lales; Bacillaceae; Bacillus. 
2768874 2768910 27 63 gi|219857138|ref|NR_024766.1 
S ribosomal RNA, partial sequence 2768556 27700 
lales; Bacillaceae; Bacillus. 
2778091 2778127 27 63 gi|219857131|ref|NR_024759.1 
rain DS-1 16S ribosomal RNA, partial sequence 2777747 277920 
cteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
2782487 2782551 1 62 gi|219857128|ref|NR_024756.1 


2782197 27836 


ammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
2856888 2856952 1 62 gi|219856886|ref|NR_024705.1 
16S ribosomal RNA, partial sequence 2856557 2858059 Pseudo: 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
2869262 2869298 27 63 gi| 219856878 |ref|NR_024697.1 
s strain DSM11821 16S ribosomal RNA, partial sequence 286889 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacil 
2870842 2870878 27 63 gi| 219856877 |ref|NR_024696.1 
6S ribosomal RNA, partial sequence 2870477 28720 
lales; Bacillaceae; Bacillus. 
2872420 2872456 27 63 gi|219856876|ref|NR_024695.1 
6S ribosomal RNA, partial sequence 2872057 28735 
lales; Bacillaceae; Bacillus. 
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Ss. 

Bacillus subtilis 
4 2551802 Bacillus 
s. 
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85 Bacillus vietnamensis Bacteria; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 
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8 Paenibacillus 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 
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48 Bacillus mojavensis Bacteria; 
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strain JCM9070 16 
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655354 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 
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flavithermus stra 
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strain DSM 3670 1 
Firmicutes; Bacil 
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strain SG3902 16S 
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polyendosporus st 
polyendosporus Ba 
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balaenopterae str 
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Bacillales; Bacil 
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Bacillaceae; 
2930314 2930378 1 


2934841 2934905 1 


2998650 2998686 27 


Firmicutes; 
3000223 3000259 27 
lales; Bacillaceae; 
3016914 3016950 27 
ridia; Halanaerobiales; 
3028935 3028995 28 
cteria; Firmicutes; 
3033518 3033578 28 


cteria; Firmicutes; 
3066929 3066965 27 


3089487 3089523 27 
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ammaproteobacteria; 
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ammaproteobacteria; 
3184557 3184621 1 
S ribos 
ammaproteobacteria; 
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S ribos 
ammaproteobacteria; 
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6S ribo 


3195419 3195483 1 


3202844 3202880 27 


Clostridia; 


63 


S ribosomal RNA, partial sequence 
Bacillus. 
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16S ribosomal RNA, partial sequence 2930007 29314 
ammaproteobacteria; Oceanospirillales; Oceanobacter. 


62 


63 


in DSM 2641 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; 


63 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 
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ribosomal RNA, partial sequence 
Halobacteroidaceae; 
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rain PS-1 16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales; C 
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rain HC-1 16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales; C 
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63 
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16S ribosomal RNA, partial sequence 
Halanaerobiales; 


63 


3140051 3141558 Gemel 
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16S ribosomal RNA, partial sequence 31537 


Clostridiales; Peptococcaceae; 
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S ribosomal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


62 


6S ribosomal RNA, partial sequence 3182688 31841 
Xanthomonadales; Xanthomonad 


62 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


62 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 
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omal RNA, partial sequence 


62 
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62 
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62 


somal RNA, partial sequence 3193552 31950 
Proteobacteria; Gammaproteobacteria; 
655354 Bacteria_16S 
strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
655354 Bacteria_16S 
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Clostridia; 


Clostridiales; Veillonellaceae; 
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gi|219846799 


gi|219846798 
3184240 31857 


gi| 219846797 
3185792 31872 


gi|219846796 


gi|219846795 
3188896 31903 


Xanthomonadales; Xanthomonadaceae; 


gi|219846794 
3190448 31919 


Xanthomonadales; Xanthomonadaceae; 


gi|219846793 
3192000 31935 


Xanthomonadales; Xanthomonadaceae; 


gi|219846792 


Xanthomonadales; Xanthomonadacea 
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ref |NR_024652.1 
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ref|NR_026515.1 
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la bergeri Bacteria; 


Bacillus atrophaeus 
phaeus Bacteria; 


Oceanobacter kriegii 
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Anoxybacillus 


2998293 2999816 Anoxybacillus 
Anoxybacillus. 
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allidus Bacteria; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Anaerobacter 


3028583 3030038 Anaerobacter 
Anaerobacter. 


Clostridium 


3033166 3034644 Clostridium 
lostridiaceae; Clostridium. 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


Granulicatella 


ce 3089141 3090523 Granulicatella 
Granulicatella. 


Halanaerobacter 


129667 3131049 Halanaerobacter 


Halanaerobacter. 
Gemella bergeri strain 
Firmicutes; 


Desulfosporosinus 


64 3155274 Desulfosporosinus orientis 
Desulfosporosinus. 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 


187344 3188845 Xanthomonas 
Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
e; Xanthomonas. 


Xanthomonas vasicola 


3195102 3196603 Xanthomonas vasicola Bacteria; 
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Sporomusa silvacetica 


3202501 3203981 Sporomusa silvacetica Bacteria; 
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655354 Bacteria_16S 
DSM 10228 16S rib 
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Firmicutes; 


strain LMG 5743 1 
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strain LMG 5047 1 
Proteobacteria; 


strain LMG 708 16 
Proteobacteria; 


strain LMG 538 16 
Proteobacteria; 


Xanthomonas. 


655354 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


655354 Bacteria_16S 
autotrophicus str 
Proteob 
655354 Bacteria_16S 
strain FB2 16S ri 
G 
655354 Bacteria_16S 


Bacteria; 


Proteobacteria; 


strain DSM 20748 
Firmicutes; Bacil 


655354 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


655354 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


655354 Bacteria_16S 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


655354 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


655354 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


655354 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


655354 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


655354 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


655354 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


655354 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


655354 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


655354 Bacteria_16S 


3264775 3264835 28 
osomal RNA, partial sequence 
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ria; Proteobacteria; Gammaproteobacter 


3302834 3302870 27 
6S ribosomal RNA, 
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3307431 3307495 1 62 gi 
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acteria; Alphaproteobacteria; Rhizobia 
3352902 3352966 1 62 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3362309 3362353 27 71 gi 


63 gi 


lales; Bacillaceae; Salimicrobium. 

3372812 3372848 27 63 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
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n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


qu 
al 
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ia 


3441636 3441700 1 62 
in DSM 6962 16S ribosomal RNA, 
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gi 
complet 
Gammaproteobacte 


e 
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ridia; Clostridiales; Clostridiaceae; Cl 
3534367 3534403 27 63 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3543744 3543780 27 63 gi 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

3577178 3577242 1 62 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3580110 3580174 1 62 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


eq 
il 


nc 
le 


1 
ba 


3584805 3584841 27 63 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3609342 3609378 27 63 gi 


en 
ne 


lales; Planococcaceae; Planococcus. 
3628713 3628777 1 62 gi 
16S ribosomal RNA, complete sequence 


acteria; Gammaproteobacteria; Pseudomona 


an 


en 
le 


H 


uence 


, 


219846719 
complete sequence 3302462 33040 


219846716 
ce 33071 
Xanth 
219846682 
3352589 33540 
alomonad 
219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


Ss; 


219846668 


ence 
es; 


, 


219846615 
sequence 
Pseud 


a; 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 
ostridiu 
219846553 


uence 
laceae; 


219846547 
complete sequence 3543393 35448 


219846524 
35769 
Brady 
219846522 
sequence 


e 
S; 


cteria; 


219846519 
ce 35844 
llaceae; 
219846499 
16S ribosomal RNA, partial sequence 3608971 36104 


219846486 
36283 


dales; 


3676104 3676140 28 64 gi 


219846453 


congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 


thomonad 
219846724 
eq 


ia; Xantho: 


Halo 
219846659 
sequence 
Oceano 


aceae; Xanthomo 
ref|NR_026316.1 
3294823 329632 
monadales; 


ref|NR_026311.1 


ref|NR_026308.1 


obac 
ref 


teraceae; 
NR_026274.1 


aceae; Halomonas 
ref |NR_026267.1 
41 Salimicrobium 


ref |NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


ref|NR_026207.1 
3441331 344279 
omonadales; Mor 


ref|NR_026151.1 


3 


98 Bacillus 


ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026114.1 

3579840 358126 
Rhodospirillale 


ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026091.1 


lales; Planococcaceae; Planococcus. 
3610823 3610859 27 63 gi|219846498|ref|NR_026090.1 
16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 


ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026044.1 


3675717 367724 


P 


n 


Xanth 


57 3308568 Xantho 
Xa 


a 


s: 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

3288959 3289023 1 62 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
6S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

3290484 3290548 1 62 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
6S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 


ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

3292036 3292100 1 62 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

3293588 3293652 1 62 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 

2 Xanthomonas 

omonadaceae; 


Salinicoccus roseus 


04 Salinicoccus roseus Bacteria; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 

Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Salimicrobium album 
album Bacteria; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 

Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Acinetobacter 
0 Acinetobacter 


xellaceae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Bacillus 
4 Bacillus 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Blastobacter 
bacter capsulatus 
astobacter. 
Roseococcus 

5 Roseococcus 

; Acetobacteraceae; 
Phascolarctobacterium 
larctobacterium faecium 
terium. 

Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Halanaerobium 

4 Halanaerobium 


655354 Bacteria_16S 
sporothermodurans 
sporothermodurans 
655354 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 
655354 Bacteria_16S 


strain C-1 16S 


Proteobacteria; 
655354 Bacteria_16S 


IAM 12464 16S 
Bacillales; 


Bacil 


3722838 3722874 27 63 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3815735 3815799 1 62 gi 
rain R3 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Gammaproteobac 


1. 


3835357 3835421 1 62 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3959644 3959680 27 63 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 


gi 
ri 
G 


rib 


LL 

219846352 
ue 
te. 


H 


219846419 
sequence 


laceae; 


nce 
ria; 


219846338 
3835060 38365 
alomonad 
219846252 
3959295 39607 


Chr 


Bacillus 
9 Bacillus 


ref|NR_026010.1 
3722493 372398 
Bacillus. 
ref |NR_025943.1 
3815400 381690 
omatiales; Halot 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


ref|NR_025928.1| Halomonas halodurans 
33 Halomonas halodurans Bacteria; 

aceae; Halomonas 
ref|NR_025842.1| Bacillus firmus strain 
77 Bacillus firmus Bacteria; Firmicutes; 


655354 Bacteria_16S 3993461 3993497 27 63 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

655354 Bacteria_16S 3999389 3999453 1 62 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

655354 Bacteria_16S 4005374 4005438 1 62 gi|219846221|ref|NR_025811.1]| Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

655354 Bacteria_16S 4017403 4017467 1 62 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 


strain SW-154 
Proteobacteria 


655354 Bacteria_16S 
R-7190 16S riboso: 


Bacillales; Ba 


655354 Bacteria_16S 


strain PVl1 16S 
Firmicutes; Cl 


655354 Bacteria_16S 


16S 
G 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 
4040332 4040368 27 63 
mal RNA, partial sequence 


, 


gi 


4017086 40185 


219846196 
4039998 4041459 Bacil 


81 Kangiella aquimarina Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


ref 
lus 


NR_025786.1 
fordii Bacte 


cillaceae; Bacillus. 
4070433 4070469 27 63 gi|219846172|ref|NR_025762.1| Veillonella caviae 
ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 


ostridia; Clostridiales; Veillonellaceae; 
4130938 4130974 27 63 gi 


ain 


Vv 


eillonel 
219846126 


la. 


ref|NR_025716.1| Marinibacillus 


campisalis str SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 
655354 Bacteria_16S 4196980 4197016 27 63 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 


strain G2 16S 
Firmicutes; Ba 


655354 Bacteria_16S 


hispanicus str 
hispanicus Bac 


655354 Fungi_16S 


strain IFM 100 
Actinobacteria 


655354 Fungi_16S 


strain IFM 078 
Actinobacteria 


655354 Fungi_16S 


strain IFM 057 
Actinobacteria 


655354 Fungi_16S 


strain IFM 100 
Actinobacteria 


655354 Fungi_16S 


strain YZ-96 1 
Actinobacteria 


655354 Fungi_16S 


strain IFM 024 
Actinobacteria 


655354 Fungi_16S 


yamanashiensis 
yamanashiensis 
Nocardiaceae; 


655354 Fungi_16S 


strain IFM 100 
Actinobacteria 


658878 Bacteria_16S 


nipponensis st 
nipponensis Ba 
Streptomycetac 


658878 Bacteria_16S 


rib 
cil 


osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 


4196627 41980 


08 Anoxybacillus gonensis Bacteria; 


4224230 4224266 27 63 gi|219846055|ref|NR_025645.1]| Salinicoccus 
ain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
teria; Firmicutes; Bacillales; Salinicoccus. 
358 400 28 70 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
35 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1867 1909 28 70 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 
3405 3447 28 70 gi 
5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 
4965 5007 28 70 gi 
84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 
6521 6563 28 70 gi 
6S ribosomal RNA, partial sequence 6163 
Actinobacteridae; Actinomycetales; Cory 
8023 8065 28 70 gi 
5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 
10990 11032 28 70 gi 
strain IFM 0265 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacterid 
Nocardia. 

9509 9551 28 70 gi 
88 16S ribosomal RNA, partial sequence 9174 
; Actinobacteridae; Actinomycetales; Cory 
374114 374003 1 111 gi 
rain HKI 0315 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
eae; Kitasatospora. 
409451 409340 1 


v 


, 


, 


v 


, 


al 
ae 


111 gi 


3016 


nebacterin 
265678350 


4565 


nebacterin 
265678349 


6112 


nebacterin 
265678348 


7670 


nebacterin 
265678342 


9123 


nebacterin 
219857175 


sequenc 


v 


219857197 


10588 


nebacterin 
265678805 
sequence 
Actinomyc 


265678782 


ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 


Actino: 


Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

mycetales; Corynebacterineae; 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_029110.1| Kitasatospora 
373661 375050 Kitasatospora 

etales; Streptomycineae; 


ref|NR_029087.1| Streptomyces 
408966 410455 Streptomyces 


GCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATT 
GTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGC 
GTAGGTGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTG 
TAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACG 
GTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCC 
ACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGC 
CCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGTAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGT 
CTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGT 
GCGGCTGGATCACCTCCTTCTAGACTGCAGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTGATCATGGCTCAGGAT 
GAACGCTGACAGAATGCTTAACACATGCAAGTCTTTGGCGAAGCTGTGCTTGCACAGACGAGCCAAGGCGGACGGGTGAGTAACGCGTAAGGAACTTGCCCCGCA 
GACAGGGATAACAGACGGAAACGACTGATAARACCTGGTGTTGTCAGGCTGACGCATGTCAGGCTGATGAAAGGAGACGCTGCGGGAGAGCCTTGCGTCCTATTA 
GCTTGTTGGTGAGGTAACGGCCCACCAAGGCGATGATAGGTAGCCGGCCTGAGAGGGTGAACGGCCACAAGGGGACTGAGATACGGCCCTTACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATTCTGTGTGCACGAAGAAGGTTTTCGGATTGTAAAGTGCTTTCAGCAGGGAAGAAGCAA 
GTGACGGTACCTGCAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTA 
GGCGGCCCTGTAAGTCTAGGGTGAAAACCTGCGGCTCAACCGCAGGCCTGCCCCGGAAACTACAGGGCTGGAGTATTGGAGAGGTGGACGGAACTGCACGAGTAG 
AGGTGAAATTCGTAGATATGTGCAGGAATGCCGATGATGAAGATAGTTCACTGGACGATAACTGACGCTGAAGTGCGAAAGCTGGGGGAGCGAACAGGATTAGAT 
ACCCTGGTAGTCCCAGCTGTAAACGATGATTACTGGGTGTGGGCATGAAGAGTGTCCGTGCCGAAGCAAATGCGATAAGTAATCCGCCTGGGGAGTACGGCCGCA 
AGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGATCTTGACATCCTGCGTA 
TGCCCGTGAGAGCGGGCAGTGCCTTCGGGAACGCAGAGACAGGTGGTGCATGGCTGTCGACAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCCTATCGCTAGTTGCCATCATTAGGTTGGGGACTCTAGCGAGACTGCCTGCGAAGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGA 
TCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGAGCTGCAAGGCGGTAACGCCAAGCGAACCTGCAAAGCCGGTCCAAGTTCGGATTGAAGTCTGCAACTC 
GACTTCATGAAGCTGGAATCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGTCTG 
CACCTGAAGCTACTGGTCCAACCGCAAGGGGGAAGGTATCTAAGGTGTGGATAGTGATTGGGGTGAAGTCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGCGTAGCAATACGTCAGCGGCAGACGGGTGAGTAACGCGTGGGAA 
CGTACCTTTTGGTTCGGAACAACACAGGGAAACTTGTGCTAATACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCT 
AGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAGGATAATGACG 
GTACCGCAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGG 
TCTTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGAAGATCTTGAGTCCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGA 
AATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGC TGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTAGTGGGTTTACTCACTAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAGGCAACGCGCAGAACCTTACCAGCCCTTGACATGTCCAGGACCGGT 
CGCAGAGATGTGACCCTCTCTTCGGAGCCTGGAGCACAAGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CCCGTCCTTAGTTGCTACCATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGC 
TGGGCTACACACGTGCTACAATGGCGGTGACAATGGGATGCTAAGGGGCGACCCTTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGA 
GCCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTAC 
CTGAAGACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGGGGTTAGTGGCGGACGGGTGAGTAACGCGTA 
GGGATCTGTCCATGGGTGGGGGATAACCTCGGGAAACTGAGGCTAATACCGCATGACACCTGAGGGTCAAAGGCGTAAGTCGCCTGTGGAGGAACCTGCGTTCGA 
TTAGCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATG 
ATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCACGTGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTA 
GGCGGTTTGGACAGTCAGATGTGAAATTCCTGGGCTTAACCTGGGGGCTGCATTTGATACGTACAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAG 
AGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTGGCTTAGCCACTCAGTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCG 
CAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGACATGGGGAG 
GCTGTGTTCAGAGATGAGCATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGCCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGCAGCGATGCCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTG 
CAACTCGGGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTT 
GGTTTGACCTTAAGCCGGTGAGCGAACCCAGCAATGGGGCGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACTG 
CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGG 
GCTTCGGCCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTAGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATACGACCTG 
AGGGTGAAAGCGGGGGACCGCAAGGCCTCGCGCTACAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGACGATCAGTAGCTGG 
TCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAAT 
GCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATGGCTCTGGTTAATACCCGGGGTCGATGACGGTACCGGAAGAATAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAA 
ATCCCCGAGCTCAACTTGGGAATGGCGCTTGTGACTGCAAGGCTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAG 
GAATACCGATGGCGAAGGCAGCCCCCTGGGACGTCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG 
ATGTCAACTAGTTGTTGGGGATTCATTTCTTCAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGAGATGCATTAGGTGCC 
CGAAAGGGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCTAC 
GAAAGGGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGG 
TGCGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGCAAGTCGACG 
GGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCCACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATA 
CGACACCTCCCCGCATGGGGTGGGTGTGGAAAGTTTTTTCGGTGGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGACG 
GGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGA 
CGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGCAGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGC 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

658878 Bacteria_16S 435856 435745 1 111 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
658878 Bacteria_16S 635433 635322 1 111 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

658878 Bacteria_16S 636964 636853 1 111 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

658878 Bacteria_16S 1556052 1555941 1 111 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
658878 Bacteria_16S 1557546 1557435 1 PLY gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
658878 Bacteria_16S 1559040 1558929 1 111 gi| 219846192 |ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
658878 Bacteria_16S 2518098 2517987 1 111 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 2552367 2552256 1 111 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 
658878 Bacteria_16S 2553928 2553817 1 111 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 
658878 Bacteria_16S 2979004 2978893 1 111 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 3641170 3641059 1 111 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
658878 Bacteria_16S 3644227 3644116 1 111 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
658878 Bacteria_16S 968500 968390 1 110 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
658878 Bacteria_16S 2843070 2842960 1 110 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
658878 Bacteria_16S 449676 449565 1 111 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
658878 Bacteria_16S 786445 786334 1 211 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 877635 877524 1 111 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
658878 Bacteria_16S 912845 912734 1 111 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
658878 Bacteria_16S 1439745 1439634 1 111 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
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658878 Bacteria_16S 1593971 1593867 8 111 gi|219878482|ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 1595518 1595414 8 211 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 1597066 1596962 8 soe te gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 1598614 1598510 8 111 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 1600162 1600058 8 111 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 1601710 1601606 8 fee gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 1774989 1774885 8 111 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 1805413 1805309 8 111 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 
658878 Bacteria_16S 1806951 1806847 8 111 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
658878 Bacteria_16S 2056921 2056817 8 111 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 2513580 2513476 8 cab gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 
658878 Bacteria_16S 2577076 2576972 8 111 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
658878 Bacteria_16S 2776704 2776600 8 211 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 3395675 3395571 8 TA gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
658878 Bacteria_16S 3397180 3397076 8 x aa gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
658878 Bacteria_16S 3415444 3415340 8 111 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 
658878 Bacteria_16S 3486057 3485953 8 211 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
658878 Bacteria_16S 138568 138461 5 LA gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
658878 Bacteria_16S 342887 342780 5 PLY gi|265678829|ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 
658878 Bacteria_16S 429644 429533 1 111 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
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ref 
nomycetales; 


ref|NR_025663.1 
27 Streptomyces 
e; Streptomyceta 
ref|NR_025662.1 

4204078 420556 
etales; Streptom 


ref |NR_029302.1 
6 104435 Tsukam 
nebacterineae; T 


ref |NR_029262.1 
4 163815 Brevib 
ococcineae; Brev 


ref|NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029119.1 

360205 361665 
etales; Micrococ 


ref|NR_028935.1 
9 631823 Kytoco 
ococcineae; Derm 
ref |NR_028904.1 
0 Dermatophilus 
; Dermatophilace 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; A 


ref 
ial 


NR_028737.1 
sequence 


nnema. 
ref|NR_028735.1 
eae; Gordoniacea 
ref 


Streptomyces galbus 


galbus Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 

3 Streptomyces 

cineae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 

Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 
mycineae; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Streptomyces 

2 4202529 Streptomyces 

eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 

ycineae; 


Tsukamurella pulmonis 
urella pulmonis 
sukamurellaceae; 


Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 
Dermatophilus chelonae 
chelonae Bacteria; 
ae; Dermatophilus. 
Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


Actinosynnema 
913891 915394 


m Bacteria; Actinobacteria; Actinobacteridae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Brevibacterium 


NR_028016.1 


1131955 1133449 Brevibacterium sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


658878 Bacteria_16S 
cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae; 
658878 Bacteria_16S 
matsumotoense str 
matsumotoense Bac 


1401609 1401498 1 


Leifsonia. 
1531872 15317611 


Micromonosporaceae; Micromonospora. 


658878 Bacteria_16S 
espanaensis strai 
espanaensis Bacte 
Actinosynnemataceae; 
658878 Bacteria_16S 
saxobsidens strai 
saxobsidens Bacte 


Blastococcus. 


658878 Bacteria_16S 
strain P 297/02 1 


1537939 1537828 1 


Saccharothrix. 
1788533 1788426 5 


1819212 18191055 


1948568 1948461 5 


2257324 2257213 1 


Streptomyces. 
2784173 2784066 5 


Okibacterium. 
2832431 28323201 


33 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


sequence 


ain IMSNU 22003 16S ribosomal 
teria; Actinobacteria; Actinobacteridae; 


n YIM 41004 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


gi|228715351 
14011 
Actinomyce 


gi| 219857427 


RNA, partial seque 


gi|219857377 


n NRRL 15764 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


gi|219878343 


n BC448 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


gi|219878323 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
658878 Bacteria_16S 
foliorum strain P 
foliorum Bacteria 
Microbacterium. 

658878 Bacteria_16S 
yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae; 
658878 Bacteria_16S 
fritillariae stra 
fritillariae Bact 
Microbacteriaceae; 
658878 Bacteria_16S 
strain IMC S-0802 16S ribosomal RNA, partial sequence 


gi|219878229 


333/02 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomyceta 


gi|219857561 


partial sequence 


Actinomyc 


gi| 219857127 


in VKM Ac-2059 16S ribosomal RNA, partial sequen 
eria; Actinobacteria; Actinobacteridae; 


Actinomy 


gi| 219856902 
28319 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 


658878 Bacteria_16S 


2986646 2986539 5 


gi|219846932 


wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial seq 


wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; 


658878 Bacteria_16S 
strain HKI 0136 1 


Rhodococcus. 
3039764 3039653 1 


Actin 


gi|219846896 


6S ribosomal RNA, partial sequence 3039256 30407 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


658878 Bacteria_16S 
hortensis strain 
hortensis Bacteri 


3045864 3045753 1 


Intrasporangiaceae; Ornithinicoccus. 


658878 Bacteria_16S 
esteraromaticum s 
esteraromaticum B 
Microbacteriaceae; 
658878 Bacteria_16S 
coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 

658878 Bacteria_16S 
strain DSM 9580 1 


3068484 30683775 


Microbacterium. 
3348509 3348398 1 


3351562 3351455 5 


3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi| 219846891 


HKI 0125 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


gi|219846876 


train DSM 8609 16S ribosomal RNA, partial sequen 
acteria; Actinobacteria; Actinobacteridae; 


Actin 
gi| 219846685 
33480 


Micr 


gi| 219846683 


6S ribosomal RNA, partial sequence 3351066 33525 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


658878 Bacteria_16S 
strain M17C 16S r 


3377577 3377466 1 


ibosomal RNA, partial sequence 


gi|219846664 
3377063 33785 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


658878 Bacteria_16S 
strain DSM 2062 1 


3394173 3394062 1 


3472413 34723065 


gi|219846649 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
658878 Bacteria_16S 
strain DSM 43205 


gi|219846594 


16S ribosomal RNA, partial sequence 3471913 34733 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


658878 Bacteria_16S 
marinonascens str 
marinonascens Bac 


Nocardiaceae; 


658878 Bacteria_16S 
aggregatus strain B15 16S ribosomal RNA, partial sequence 


3476998 3476891 5 


Rhodococcus. 
3840139 3840032 5 


gi|219846591 


ain DSM 43752 16S ribosomal RNA, partial sequenc 
teria; Actinobacteria; Actinobacteridae; 


gi|219846335 


e; 


v 


’ 


v 


e 


Actinomycetales; 


ref 
tales; 
ref 
nce 
Actinomycet 
ref 
etales; 
ref 


etales; 


ref 


ref 


les; 


ref 


etales; 


ref 


ref 


ref 
uence 
omycetales; 


ref 


eae; 


ales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


15313 


1537426 15389 


1788037 17895 


1948071 19495 


2256827 22582 


Microc 


29861 


3045360 30468 


Micrococc 


Mic 


Nocardiace 


3476498 34779 
Coryn 


NR_027523.1 
11 1402554 Leifso 
Micrococc 


NR_025015.1 


NR_024965.1 
Pseudono 
NR_025482.1 
Frankine 


NR_025462.1 
91 Plantibacter 
Microbacteriac 
NR_025368.1 


Micrococcin 


NR_025149.1 


NR_024755.1 
ce 2783663 27851 
cetales; 


NR_024723.1 
28 2833415 Strept 
Streptomyceta 
NR_026524.1 


Cory 


NR_026488.1 
45 Gordonia alkanivorans Bacteria; 
Gordoniacea 
NR_026483.1 


NR_026468.1 
ce 3067998 30694 
omycetales; 


NR_026277.1 
02 3349477 Micromonospora coerulea 
omonosporineae; 


NR_026275.1 
38 Agrococcus jenensis Bacteria; 
Microbacteriac 
NR_026256.1 
42 Kytococcus sedentarius Bacteria; 
Dermacoccaceae 
NR_026241.1 
47 Brevibacterium iodinum Bacteria; 
Brevibacteriac 
NR_026186.1 
93 Rhodococcus opacus Bacteria; 
eae; 


ref|NR_026183.1 


NR_025925.1 
3839632 3841072 Blastococcus aggregatus 


5 


3 


1 


5 


9 


6 
° 


5 


5 
i 


6 
r 


a 


7 
e 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Micromonospora 
9 1532864 Micromonospora 


ales; Micromonosporineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Blastococcus 
9 Blastococcus 


ae; Geodermatophilaceae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Microbacterium 

0 Microbacterium 

eae; Microbacteriaceae; 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


Okibacterium 
8 Okibacterium 
ccineae; 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Gordonia alkanivorans 


e; Gordonia. 

Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Microbacterium 
0 Microbacterium 
ococcineae; 
Micromonospora 
Micromonosporaceae; 


Agrococcus jenensis 


eae; Agrococcus. 
Kytococcus sedentarius 


+ Kytococcus. 
Brevibacterium iodinum 


eae; Brevibacterium. 
Rhodococcus opacus 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Blastococcus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


Blastococcus. 


658878 Bacteria_16S 


strain IFO 15965 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
219846142 


658878 Bacteria_16S 


permense strain V. 
permense Bacteria 
Brevibacterium. 


658878 Bacteria_16S 


strain KMM 3637 1 


3902806 3902699 5 


4112921 41128101 


4120474 4120363 1 


111 


111 


KM Ac-2280 16S ribosomal RNA, partial 
; Actinobacteria; Actinobacteridae; Actinomyceta 


111 


gi 


gi 


gi 


219846293 
16S ribosomal RNA, partial sequence 3902319 39037 


cr 


sequence 


219846137 
6S ribosomal RNA, partial sequence 4119951 41214 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
658878 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


658878 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


658878 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


658878 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


658878 Bacteria_16S 


strain ST50 16S r 


658878 Bacteria_16S 


castelarensis str 
castelarensis Bac 
Streptomycetaceae 


658878 Bacteria_16S 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


658878 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


658878 Bacteria_16S 


gangotriensis str 
gangotriensis Bac 


2944101 2944007 5 


397093 396989 8 


in XIL11 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 
; Cellulomonas. 


1260892 1260787 7 


1937851 1937746 7 


140094 139990 8 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


368131 368027 8 


ain BJ-608 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 


403288 403184 8 


494099 493995 8 


495604 495500 8 


Micrococcaceae; Arthrobacter. 
658878 Bacteria_16S 


strain B22P3 16S 


598751 598647 8 


ribosomal RNA, partial sequence 


99 


n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


111 


complete s 


111 


111 


111 


111 


111 


YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 


111 


in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae; 


111 


111 


Actinobacteria; Actinobacteridae; Actinomycetales; 
658878 Bacteria_16S 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


658878 Bacteria_16S 


strain YLM-32 16S 


658878 Bacteria_16S 


strain Cal06 16S 


658878 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


658878 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


656604 656500 8 


1076486 1076382 8 


1217181 1217077 8 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


1348957 1348853 8 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


1421161 1421057 8 


Micrococcaceae; Arthrobacter. 
658878 Bacteria_16S 


aerolata strain V 
Bacteria; Actinob 
Promicromonospora 


658878 Bacteria_16S 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 


1448949 1448845 8 


1453394 1453290 8 


111 


s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 
; Streptomyces. 


111 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


111 


111 


111 


strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacteridae 


111 


LTT 


partial 


gi 


gi 


gi 


49030 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
; Brevibacterium. 


gi 


gi 


1 


219856827 
sequence 
Actinomyc 


265678790 
equence 


Actinomy 


219846707 


2603 


Actinomyce 


219878236 
n CF 62 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
; Brevibacterium. 


Actinomyc 


265678969 


139582 14105 


gi 


gi 


gi 


gi 


gi 


e 


ococcineae 
265678809 
sequence 

e; Actinomycetales; 


265678786 
quence 
Actinomyce 


265678722 
quence 
Actinomy 


265678721 
ain Lz1Y 16S ribosomal RNA, partial sequenc 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678653 


598291 59976 
Streptomycinea 


gi 


gi 


265678612 
A, partial 
eridae; Ac 


265678325 


1075986 10774 


gi 


ococcineae 
219878473 


1216681 12181 


gi 


ococcineae 
228720600 


1348448 13499 


gi 


gi 


-54A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


, 


1 


Micr 


224581444 
1 sequ 


ence 
Act 


224581421 


4484 
Micr 


224581418 


ref|NR_025883.1 
yptosporangiacea 
ref|NR_025732.1 

4112427 411388 
les; Micrococcin 
ref|NR_025727.1 
; Brevibacteriac 
ref|NR_024646.1 

2943614 294507 
etales; Frankine 


ref|NR_029095.1 
396579 398094 
cetales; Microco 


ref |NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


ref|NR_025375.1 
1937348 193875 
etales; Micrococ 


ref|NR_029277.1 
8 Sanguibacter 
; Sanguibacterac 
ref|NR_029114.1 

367645 369119 
Strept 


ref|NR_029091.1 
402781 404300 
tales; Streptomy 


ref |NR_029027.1 
493586 495067 
cetales; Microco 


ref|NR_029026.1 
495118 496571 
Microc 


ref |NR_028958.1 
e; Streptomyceta 
ref |NR_028917.1 
sequence 656132 
tinomycetales; S 
ref |NR_028627.1 
; Rarobacteracea 
ref|NR_025612.1 
48 Arthrobacter 
3; Micrococcaceae 
ref|NR_027595.1 
42 Sanguibacter 
ococcineae; Sang 


ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


ref |NR_027202.1 
60 1449852 Promic 
ococcineae; Prom 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Brevibacterium 

5 Brevibacterium 

eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Cellulomonas 
Cellulomonas 
ccineae; 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Brevibacterium 
9 Brevibacterium 


cineae; 


Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Streptomyces 
Streptomyces 

omycineae; 


Streptomyces 
Streptomyces 
cineae; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


occineae; 


Streptomyces javensis 


1 Streptomyces javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
657614 Streptomyces 
treptomycineae; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Promicromonospora 
romonospora aerolata 
icromonosporaceae; 


ref|NR_027199.1 
1452894 145438 


Arthrobacter 
1 Arthrobacter 


nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


658878 Bacteria_16S 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
658878 Bacteria_16S 
in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
658878 Bacteria_16S 


tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 


strain DSM 12798 
arilaitensis stra 


arilaitensis Bact 
Arthrobacter. 


658878 Bacteria_16S 
sacelli strain LMG 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


sacelli Bacteria; 
Brachybacterium. 


658878 Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial s 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


658878 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


658878 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


658878 Bacteria_16S 


sulfonivorans str 
sulfonivorans Bac 
Micrococcaceae; A 


658878 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 
Micrococcaceae; A 


658878 Bacteria_16S 
6S ribosomal RNA, partial sequence 2774670 27761 


strain JCM 4662 1 


1589329 1 


1590877 1 


, 


1604815 1 


1606356 1 


1760095 1 


1761616 1 


589225 8 111 


590773 8 111 


604711 8 111 


606252 8 111 


759991 8 


111 


761512 8 111 


Actinobacteria; Actinobacteridae; Actinomycetales; 


658878 Bacteria_16S 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


658878 Bacteria_16S 


strain F98.3HR69 


2830886 2 


; Streptomyces 


3098629 3 


830782 8 111 


098525 8 111 


gi 


Stre 


gi 


gi 


gi 


gi 


gi 


Stre 


gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


658878 Bacteria_16S 


strain ATCC 25470 


3104588 3 
16S ribosomal 


104484 8 111 


Actinobacteria; Actinobacteridae; Actinomycetales; 


658878 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


3236313 3 
ain DSM 40004 


; Streptomyces 


658878 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


658878 Bacteria_16S 


strain DSM 7083 1 


3354646 3 
rain CNRZ 926 


Brachybacteri 
3356206 3 


236209 8 111 
16S ribosomal RNA, 


354542 8 111 
16S ribosomal RNA, 


um. 


356102 8 111 


gi 


RNA, partial sequence 


Stre 
gi 
compl 


teria; Actinobacteria; Actinobacterida 


gi 
compl 


cteria; Actinobacteria; Actinobacterid 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


658878 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


3398705 3 
n DSM 20647 16 


658878 Bacteria_16S 


3400239 3 


398601 8 111 
S ribosomal RNA, 


400135 8 111 


gi 


partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


219878485 


pt 
219878484 
1 


v 


219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
658878 Bacteria_16S 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


oc 
219878472 
quence 


’ 


219878365 
uence 
in 


219878364 
equence 


pt 
219856903 
equence 
Actinomyc 


219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
occineae 


oc 
219846852 

31040 
pt 
219846763 
et 
e; 


219846680 
et 
ae 


, 


219846679 


6S ribosomal RNA, partial sequence 3355696 33572 
ococcineae 


219846646 
sequence 
Actinomyc 


219846645 


omycinea 


sequence 
Actinomy 


occineae 


Actinomy 


omycetal 


omycinea 


omycinea 
e sequen 


Actinomycet 


e sequen 
Actino: 


ref 
40 Streptomyces 
e; S 
ref 

1590391 15918 
cetales; 


ref 
05 Arthrobacter 
Mi 


1605856 16073 
les; 


ref 
1759669 17610 
es; 


ref 
1761124 17625 


57 Streptomyces 
e; S 
ref 

2830390 28318 
etales; Strepto 


ref 
44 Arthrobacter 
> Mi 
ref 
98 3105578 Strep 
e; Streptomycet 
ref 
ce 3235806 32373 
ales; Strep 


ref 
ce 3354134 33556 
mycetales; Micr 
ref 
De 


rmabacterac 


3398202 33996 
etales; Microco 


ref 


NR_025624.1 


treptomycet 
NR_025623.1 


Strept 
NR_025613.1 


crococcacea 
NR_025611.1 


Microc 
NR_025504.1 
Micrococcine 


NR_025503.1 


treptomycet 
NR_024724.1 


NR_026448.1 
crococcaceai 


NR_026444.1 


NR_026355.1 


NR_026272.1 


NR_026271.1 
06 Dermabacter hominis Bacteria; 


NR_026238.1 


NR_026237.1 


Streptomyces catenulae 

catenulae Bacteria; 

aceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


8 
fo) 


Arthrobacter mysorens 
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ACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTTGGCCATGCCCGAAGTCGTTACTCCAACCCTTGTGGAGGAGGACGCCGA 
AGGTGGGGCTAATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
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CCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCTCAACCCGCAAGGGGGAGAGCGGTCGAAGTGGGACTGGCGATT 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGT 
CGAACGGAAAGGCCCTTCGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGTCTTTGGGATAACCTTCGGAAACGGGGGCTAATACC 
GGATACTCCCAGGCGCTCGCATGAGTGTGTGGGGAAAGTTTTTTCGGACTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTT 
TGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGCAAG 
TCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCGCCGGCCA 
ACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTCATTGCGTCAACCGTGAAAACCTG 
GGGCTCAACTTCAGGTCTGCGGTTGATACGGGTGGGCTGGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
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ribosomal RNA, partial sequence 


Pseudonocardiaceae; 


111 


Actinomycetales; 
111 gi|219878422|ref|NR_025561.1 
sequence 16786 
111 gi| 219878328 |ref|NR_025467.1 


flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. 


gi|219878423 


partial sequence 


Amycolatopsis. 


ibosomal RNA, 


ref|NR_025562.1 


partial sequence 


Amycolatopsis 


1677147 1678610 Amycolatopsis 
Pseudonocardineae; 


Amycolatopsis japonica 


61 1680145 Amycolatopsis japonica 
Pseudonocardineae; Pseudonocardiaceae; 


Curtobacterium 
1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 
658878 Bacteria_16S 


111 


111 


111 
RNA, 


111 


111 


111 


Actinobacteria; Actinobacteridae; Actinomycetales; 


658878 Bacteria_16S 


strain DNP505 16S 


2496797 2496690 5 


111 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


658878 Bacteria_16S 


strain FI-25796 1 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


658878 Bacteria_16S 


strain IFO 12513 


strain IFO 13911 


strain IFO 12512 


2594008 2593897 1 


2796116 2796005 1 


e; Actinoplanes. 
2799159 2799048 1 


2800682 2800571 1 


2803724 2803613 1 


111 


111 


111 


111 


111 


partial 


sequence 


Curtobacterium. 


gi| 219878321 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
658878 Bacteria_16S 
ATCC 35087 16S ribosomal RNA, 
a; Actinobacteria; Actinobacteridae; Act 


219857646 
sequence 


gi 


gi] 219857525 


complete sequence 
Actinomycetales; 


219857471 
23827 


gi 


gi|219857429 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
658878 Bacteria_16S 


gi|219857388 
2491905 24933 


Micrococcineae; 


gi| 219857385 
2496307 24977 


Corynebacterineae; 


gi|219857272 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
658878 Bacteria_16S 
ain IFO 13941 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


219857119 
sequenc 


gi 


gi| 219857117 


16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
658878 Bacteria_16S 


gi|219857116 


16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
658878 Bacteria_16S 


gi| 219857114 


16S ribosomal RNA, partial sequence 2803231 28047 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


658878 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


2808290 2808179 1 


e; Actinoplanes. 


658878 Bacteria_16S 


2891007 2890896 1 


111 


111 


gi|219857111 


in IFO 12511 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi| 219856862 


capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


ococcineae; 


inomycetales; 


Actinomycetales; 


omonosporineae Hi 


Actinomycetales; 


ref |NR_025460.1 
50 Agreia praten 


ref|NR_025235.1 


ND 


ref |NR_025113.1 


ref|NR_025059.1 


ref|NR_025017.1 
44 Nocardia beij 


ref|NR_024976.1 
49 Tetrasphaera 


ref|NR_024973.1 
79 Rhodococcus k 


ref |NR_024903.1 
10 Mycobacterium 


ref|NR_024747.1 


ref|NR_024745.1 
36 Actinoplanes 


ref |NR_024744.1 
59 Actinoplanes 


ref |NR_024742.1 
01 Actinoplanes 
neae; 
ref |NR_024739.1 


ref|NR_024681.1 


Nocardiaceae; 


Intrasporangiaceae; 


Nocardiaceae; 


Agreia pratensis 
sis Bacteria; 


Microbacteriaceae; Agreia. 


Mycobacterium 


132540 2133989 Mycobacterium 
Corynebacterineae; 


Tsukamurella 


2305517 2307028 Tsukamurella 
Corynebacterineae; 


Nocardia abscessus 


52 2384208 Nocardia abscessus Bacteria; 
Nocardiaceae; 


Nocardia. 

Nocardia beijingensis 
ingensis Bacteria; 
Nocardia. 
Tetrasphaera japonica 
japonica Bacteria; 
Tetrasphaera. 
Rhodococcus koreensis 
oreensis Bacteria; 
Rhodococcus. 
Mycobacterium tusciae 
tusciae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Actinoplanes 


e 2795622 2797094 Actinoplanes 
Micromonosporineae; 


Actinoplanes lobatus 
lobatus Bacteria; 


Micromonosporaceae; Actinoplanes. 


Actinoplanes italicus 
italicus Bacteria; 


Micromonosporaceae; Actinoplanes. 


Actinoplanes digitatis 
digitatis Bacteria; 


Micromonosporaceae; Actinoplanes. 


Actinoplanes 


2807796 2809267 Actinoplanes 
Micromonosporineae; 


Actinoplanes 


2890502 2891958 Actinoplanes 


658878 Bacteria_16S 


strain CM-10 16S 


strain CM-01 16S 


tolaasinivorans s 


tolaasinivorans B 
Microbacteriaceae 
658878 Bacteria_16S 
strain 801 16S ri 


strain DSM 43151 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


658878 Bacteria_16S 


DSM 803 16S ribos 


Micromonospora. 


658878 Bacteria_16S 
ATCC 43826 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


658878 Bacteria_16S 


strain DSM 20542 


Micromonosporacea 


658878 Bacteria_16S 


michiganensis sub 


2894048 28939415 


2895543 2895436 5 


2897037 28969305 


; Mycetocola. 
3006482 3006375 5 


3103080 3102969 1 


e; Verrucosispora. 
3333348 3333237 1 


3334842 33347311 


e; Actinoplanes. 
3340883 3340772 1 


3492230 3492119 1 


Mycobacterium. 
3516300 3516193 5 


3517822 3517715 5 


3713908 3713797 1 


e; Actinoplanes. 
3768928 3768821 5 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
658878 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
658878 Bacteria_16S 
train CM-05 16S ribosomal RNA, 
acteria; Actinobacteria; Actinobacteridae; 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
658878 Bacteria_16S 
gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 
658878 Bacteria_16S 


omal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


111 


111 


111 


111 


111 


111 


111 


111 


3340376 3341852 Micro 


ata bal 


bay 


111 


111 


111 


gi 


2893553 28949 


gi 


2895048 28964 


gi 


partial sequence 


gi 


3005987 30074 


gi 


in HR1-2 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
658878 Bacteria_16S 


gi 


in DSM 43805 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi 


gi 


partial 


gi 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
658878 Bacteria_16S 
strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
658878 Bacteria_16S 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


species tessellarius strain 78181 16S 


219856860 


219856859 


219856858 


219846919 


219846853 


219846696 


219846695 


219846690 


219846581 
sequence 


219846565 


219846564 


219846427 


219846385 
ribosomal 


ref 


ref 


ref 


2896542 289798 
Actinomycetales; 


ref 


ref 


Ww 


Actinomycetales; 


ref 


00 Actinoplanes 


ref 


3334351 333579 
Actinomycetales; 


ref 


monospora rosari 


ref 


3491744 349320 
Actinomycetales; 


ref 


ref 


Mi 
ref 


3713443 371485 
Actinomycetales; 


ref 


RNA, 


102586 310404 
Micromonosporineae; 


NR_024679.1 


NR_024678.1 


NR_024677.1 


NR_026511.1 


NR_026445.1 


NR_026288.1 


Micromonos 
NR_026287.1 


Micromo 
NR_026282.1 
Micromonos 
NR_026173.1 


Cor 


NR_026157.1 


NR_026156.1 


crobacteriac 
NR_026018.1 


Micro 


NR_025976.1 


partial sequence 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 
Microbacteriac 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 
Microbacteriac 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 


Micrococcineae; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 
Microbacteriac 


eae; Frigoribacterium. 
Verrucosispora 
7 Verrucosispora 


Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Mycobacterium 
9 Mycobacterium 


ynebacterineae; 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
Microbacteriac 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Actinoplanes 

3 Actinoplanes 

monosporineae; 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


658878 Bacteria_16S 


strain AS 4.1860 


3917760 3917649 1 


Spirilliplanes. 
4075091 4074980 1 


e; 


Micrococcineae; Microbacteriaceae; 
658878 Bacteria_16S 
rain YU 127-1 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


111 


111 


gi 


gi 


16S ribosomal RNA, partial sequence 4074613 40760 


Clavibacter. 


219846282 


219846169 


ref 


sequence 3917267 391873 
Actinomyce 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


658878 Bacteria_16S 


aichiense strain 
Bacteria; Actinob 
Mycobacterium. 


658878 Bacteria_16S 
rain DSM 420 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacteridae; 


nicotinovorans st 
nicotinovorans Ba 


227152 227042 1 


3460245 3460140 8 


Micrococcaceae; Arthrobacter. 


658878 Bacteria_16S 


strain TAGA27 16S 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


3094047 3093942 8 


158360 158256 8 


; Microbacterium. 


658878 Bacteria_16S 


646292 646189 8 


110 


111 


111 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
658878 Bacteria_16S 
n DSM 20754 16S ribosomal RNA, 


gi 


49005 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


complete sequence 3459743 346121 
Actinomyce 


gi 


3093562 30950 


ria; Actinobacteria; Actinobacteridae; 


265678911 


219846602 


219846859 


ref 


226632 228087 Mycoba 
Coryneba 


ref 


ref 


NR_025872.1 
tales; Micro 


NR_025759.1 


Nocardiacea 
NR_029219.1 


cterineae; M 
NR_026194.1 
Micro 


tales; 


NR_026451.1 


Micrococcaceae 

111 gi| 265678957 |ref|NR_029265.1 
partial sequence 157869 159336 
Actinomycetales; Micrococ 

111 gi|265678620|ref|NR_028925.1 


strain CMS90 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Microbacterium 
Microbacterium 

cineae; 


Arthrobacter roseus 


645783 647259 Arthrobacter roseus Bacteria; 


658878 Bacteria_16S 647823 647719 8 111 gi|265678619|ref|NR_028924.1 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
658878 Bacteria_16S 781871 781767 8 111 gi|265678524|ref|NR_028828.1 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Promicromonosporaceae; Xylanimonas. 

658878 Bacteria_16S 1233832 1233728 8 111 gi|219878266|ref|NR_025405.1 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 123481 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Microbacteriaceae; Microbacterium. 

658878 Bacteria_16S 1345885 1345781 8 111 gi|228720938|ref|NR_027599.1 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachy 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brachybacterium. 

658878 Bacteria_16S 1460809 1460705 8 111 gi|224581412|ref|NR_027193.1 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 14618 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
658878 Bacteria_16S 1697571 1697467 8 111 gi| 219878409 |ref|NR_025548.1 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

658878 Bacteria_16S 1746361 1746257 8 111 gi|219878376|ref|NR_025515.1 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 174730 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Thermomonosporaceae; Actinomadura. 

658878 Bacteria_16S 2578505 2578401 8 111 gi| 219857282 |ref|NR_024913.1 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
658878 Bacteria_16S 2959100 2958996 8 111 gi| 219856817 |ref|NR_024636.1 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 296006 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

658878 Bacteria_16S 3044325 3044221 8 111 gi|219846892|ref|NR_026484.1 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 304530 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Rarobacteraceae; Rarobacter. 

658878 Bacteria_16S 3092528 3092424 8 111 gi|219846860|ref|NR_026452.1 


strain TA68 16S r 


resistens strain 
resistens Bacteri 
Microbacterium. 


658878 Bacteria_16S 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
658878 Bacteria_16S 


strain DSM 20145 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


658878 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 


Microbacteriaceae; 
658878 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


658878 Bacteria_16S 


lacticum strain D 


lacticum Bacteria; 


Microbacterium. 


658878 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


ibosomal RNA, partial sequence 
oc 
3115104 3115000 8 111 gi 
DMMZ 1710 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


3458724 3458620 8 111 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


al 
e; 


3505647 3505543 8 111 


gi 
oc 
3507164 3507060 8 111 gi 
DSM 20166 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


3508685 3508581 8 111 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 
3510207 3510103 8 111 gi 
DSM 20530 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


2 
1 
; 


v 


3511729 3511625 8 111 gi 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


qu 
ti 


’ 


4125085 4124981 8 111 gi 


Actinomycetales; Micrococcineae; Microc 


658878 Bacteria_16S 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 


159882 159775 5 111 gi 


3092041 30935 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


658878 Bacteria_16S 219846845 


219846603 


219846572 
16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
658878 Bacteria_16S 


219846571 


19846570 


219846569 


219846568 


219846133 
somal RNA, partial sequence 4124587 4126026 Kocur 


265678956 


occineae; Micrococcacea 
ref |NR_026437.1 
3114620 311608 


ales; Micrococci 


uence 
inomycet 


ref|NR_026195.1 
sequence 3458220 345969 
Actinomycetales; Microc 


ref |NR_026164.1 


; Microbacteriac 
ref|NR_026163.1 

3506673 350814 
ales; Micrococci 


occineae 


uence 
inomycet 


’ 


ref |NR_026162.1 
3508192 350966 
cetales; Microco 


sequence 
Actinomy 


ref|NR_026161.1 
3509716 351118 


ales; Micrococci 


uence 
inomycet 


ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


ence 
nomyceta 


ref|NR_025723.1 
ia marina Bacter 


occaceae; Kocuria. 


Kocuria polaris strain 
ria; Actinobacteria; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Microbacterium 
7 Microbacterium 
coccineae; 


Brachybacterium 
bacterium faecium DSM 


Dermabacteraceae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Cellulomonas persica 

Bacteria; 

eae; Cellulomonas. 
Microbacterium 

1 Microbacterium 

eae; Microbacteriaceae; 


Rarobacter 
9 Rarobacter 


ccineae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
e: 


Kocuria. 
Microbacterium 

0 Microbacterium 

neae; Microbacteriaceae; 


v 


Arthrobacter 
2 Arthrobacter 
occineae; 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Kocuria marina strain 
ia; Actinobacteria; 


ref|NR_029264.1 
159387 160848 


Pseudoclavibacter 
Pseudoclavibacter 


helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Pseudoclavibacter 


658878 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


658878 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


658878 Bacteria_16S 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


658878 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


658878 Bacteria_16S 


strain K24 16S ri 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


658878 Bacteria_16S 


strain 213E 16S r 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


658878 Bacteria_16S 


strain IFM 10035 
Actinobacteria; A 


658878 Bacteria_16S 


strain IFM 0784 1 
Actinobacteria; A 


658878 Bacteria_16S 


strain IFM 0575 1 
Actinobacteria; A 


658878 Bacteria_16S 


strain LK2-10 16S 
Actinobacteria; A 
Micromonospora. 


658878 Bacteria_16S 


strain LM 161 16S 
Actinobacteria; A 


658878 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


658878 Bacteria_16S 


YIM 30243 16S rib 
Actinobacteria; A 


658878 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


658878 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


658878 Bacteria_16S 


strain Kb2 16S ri 
Actinobacteria; A 


658878 Bacteria_16S 


strain IMSNU 2200 
Actinobacteria; A 


398620 398509 1 111 gi 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 
580844 580733 1 111 gi 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
623171 623060 1 111 gi 
n IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
777245 777134 1 111 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 
861137 861026 1 111 
bosomal RNA, partial sequence 


gi 


888282 888171 1 111 gi 
-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
919115 919008 5 111 
ibosomal RNA, partial sequence 


gi 


1031146 1031035 1 111 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 


1038833 1038722 1 111 


gi 
ctinobacteridae; Actinomycetales; Cory 
1040342 1040231 1 111 gi 


ctinobacteridae; Actinomycetales; Cory 
1041880 1041769 1 111 gi 


ctinobacteridae; Actinomycetales; Cory 
1048069 1047958 1 111 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


1299879 1299768 1 111 
ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Prop 
1316743 1316632 1 111 gi 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1325981 1325870 1 111 gi 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1350492 1350381 1 111 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1451870 1451759 1 111 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 
1810010 1809899 1 111 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1866449 1866338 1 111 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


gi 
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658878 Bacteria_16S 2232940 2232829 1 111 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

658878 Bacteria_16S 2609320 2609213 5 2 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

658878 Bacteria_16S 2658211 2658100 1 111 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

658878 Bacteria_16S 2659732 2659621 1 LLL gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

658878 Bacteria_16S 2677692 2677581 1 111 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

658878 Bacteria_16S 2719664 2719553 1 111 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

658878 Bacteria_16S 2724252 2724141 1 ae | gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
658878 Bacteria_16S 2802203 2802092 1 111 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
658878 Bacteria_16S 2806768 2806657 1 111 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

658878 Bacteria_16S 3010892 3010785 5 111 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

658878 Bacteria_16S 3343929 3343818 1 TL gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

658878 Bacteria_16S 3345457 3345346 1 111 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

658878 Bacteria_16S 3346983 3346872 1 211 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

658878 Bacteria_16S 3617090 3616979 1 111 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

658878 Bacteria_16S 4109810 4109699 1 111 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
658878 Bacteria_16S 2942589 2942479 1 110 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

658878 Bacteria_16S 2980539 2980426 1 111 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

658878 Bacteria_16S 4243967 4243863 8 111 gi|219722939|ref|NR_024571.1| Brachybacterium muris 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
658878 Bacteria_16S 109464 109360 8 111 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
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orangium. 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


, 


ref|NR_025505.1 
eae; Gordoniacea 
ref|NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 
ref|NR_025216.1 
eae; Nocardiacea 
ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024741.1 

2804752 280622 
cetales; Micromo 


ref|NR_024725.1 


neae; Micromonos 
ref |NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 


ref |NR_024674.1 


; Microbacteriac 
ref |NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref |NR_024650.1 

2937540 293900 
les; Pseudon 


265678881|ref|NR_029187.1| Actinomadura cremea 
rtial sequence 267723 269132 Actinomadura 
nobacteridae; Actinomycetales; 

265678646 |ref|NR_028951.1| Corynebacterium 

al sequence 607486 608955 Corynebacterium 


terineae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Nocardia 

6 Nocardia 

ebacterineae; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Kibdelosporangium 


1663507 1664980 


Mycobacterium 
1 Mycobacterium 
erineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 

Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 

Actinoplanes 
4 Actinoplanes 
nosporineae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 
occineae; 


eae; Leucobacter. 
Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


ref |NR_026297.1 


Gordonia hirsuta 


strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


658878 Bacteria_16S 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
658878 Bacteria_16S 


austroafricanum strain ATCC 33464 16S ribosomal 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
658878 Bacteria_16S 
strain DSM 44015 


658878 Bacteria_16S 


auranticolor strain 253 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 
658878 Bacteria_16S 
strain 47001 16S 


658878 Bacteria_16S 


strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


658878 Bacteria_16S 
chlorophenolicus 
chlorophenolicus 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3337846 3337735 1 


3339358 3339247 1 


3380646 3380535 1 


3712447 37123361 


228658 228548 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


230166 230056 1 


2516606 2516500 8 


strain A-6 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 


658878 Bacteria_16S 
strain IFO 16068 


658878 Bacteria_16S 


strain A10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
658878 Bacteria_16S 


DSM 15272 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Aeromicrobium. 
658878 Bacteria_16S 


strain NCIMB 703055 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


658878 Bacteria_16S 


reticuliscabiei strain CFBP 4531 16S ribosomal 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
658878 Bacteria_16S 
flavescens strain 


Microbacterium. 
658878 Bacteria_16S 
oligospora strain 


Thermomonosporaceae; 
658878 Bacteria_16S 
strain DSM 43040 


658878 Bacteria_16S 
strain DSM 43039 


658878 Bacteria_16S 
strain IFO 14679 


Actinomadura. 
658878 Bacteria_16S 


azurea strain NA128 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 
658878 Bacteria_16S 


novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 


Mycobacteriaceae; 
658878 Bacteria_16S 


2954670 2954560 3 


469394 469293 11 


1280319 1280208 1 


1298424 12983111 


2055404 2055306 14 


32407 32303 8 


401 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1530326 1530222 8 


ATCC 43269 16S ribosomal RNA, 
oligospora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3330318 3330214 8 


3331846 3331742 8 


3731782 3731682 8 


2039 


1932 5 


242641 242530 1 


478589 478478 1 


complete sequence 


111 gi| 219846693 


111 gi| 219846692 


Biba gi|219846662 


111 gi|219846428 


110 gi| 265678910 


110 gi| 265678909 


111 219857366 


sequence 


gi 
partial 


111 gi| 219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


111 gi|265678738 


111 gi|219846091 


111 gi| 219846893 


sequence 
111 


gi| 219878154 


111 265679042 


31915 


gi 


111 gi] 219857433 


partial sequence 


111 gi|219846698 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


111 gi| 219846697 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


107 gi| 219846413 


16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 


111 265679062 


1539 


gi 
sequence 


111 gi| 265678900 
complete sequence 


111 gi| 265678732 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


sequence 3337354 333881 
Actinomycetales; 


RNA, partial sequence 
Actinomycetales; 


228138 229595 Mycobacterium 
Corynebacterineae; 


229646 231103 Mycobacterium 


Corynebacterineae; 


idae; Actinomycetales; 


468944 470395 Actinomadura 
Streptosporangineae; 


1279854 1281210 Aeromicrobium 
Propionibacterineae; 


1297919 1299312 Brevib 
ococcineae; 


RNA, partial sequence 
Actinomycetales; 


Micrococcineae; Micr 


Actinomycetales; 


Streptosporangineae; 


Pseudonocardineae; P 


e; Actinomycetales; 


ref |NR_026285.1 


ref|NR_026284.1 


333886 


ref |NR_026254.1 


ref|NR_026019.1 


ref|NR_029218.1 


ref|NR_029217.1 
Mycobacteri 
ref |NR_024954.1 

2516115 251756 
Mic 
ref |NR_024639.1 


Gordoniacea 


ref|NR_029043.1 


ref |NR_025681.1 


ref |NR_026485.1 
Brevibacteriac 
NR_025293.1 

205497 
Stre 


ref 


ref|NR_029350.1 
33385 Microb 


ref|NR_025021.1 

1529847 153130 
Streptosp 
ref |NR_026290.1 
Micromonos 
ref |NR_026289.1 
Micromonos 
ref|NR_026004.1 
31 Actinomadura 
Thermomon 


ref |NR_029370.1 
3029 Saccha 


ref|NR_029208.1 
242123 243639 
Coryne 


Mycobacterium 
3 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


Corynebacterineae; 


Gordonia hydrophobica 


3380149 3381618 Gordonia hydrophobica 
Corynebacterineae; Gordoniaceae; 


Gordonia. 
Actinoplanes 


ence 3711982 3713392 Actinoplanes auranticolor 
Micromonosporineae; 


Micromonosporaceae; 


Mycobacterium obuense 
obuense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 

Arthrobacter 
0 Arthrobacter 
rococcineae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
nebacterineae; 


e; Gordonia. 
Actinomadura latina 


latina Bacteria; 
Thermomonosporaceae; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Streptomyces 

0 2056387 Streptomyces 
ptomycineae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Actinomadura 
8 Actinomadura 


orangineae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 
omonosporineae; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 
omonosporineae; 


poraceae; Pilimelia. 
Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Mycobacterium 
Mycobacterium 
bacterineae; 


ref|NR_029037.1 
478074 479572 


Mycobacterium 
Mycobacterium 


658878 Bacteria_16S 


boenickei strain 


Bacteria; Actinob 


Mycobacterium. 


658878 Bacteria_16S 
radiotolerans str 
radiotolerans Bac 


Kineosporiaceae; 


658878 Bacteria_16S 
frederiksbergense 
frederiksbergense 


Mycobacteriaceae; 


658878 Bacteria_16S 
strain 13.4 16S r 


Mycobacteriaceae; 


658878 Bacteria_16S 
ATCC 19420 16S ribosomal RNA, 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


smegmatis strain 


smegmatis Bacteri 


Mycobacteriaceae; 


658878 Bacteria_16S 


strain ATCC 51384 


strain FI-13295 1 


strain CIP 103464 


psychralcaliphila 
Dietziaceae; 


vinaceum strain D 


480138 480027 1 


851919 851812 5 


Kineococcus. 
1235353 1235242 1 


Mycobacterium. 
1245956 1245845 1 


1731077 1730966 1 


Mycobacterium. 
2033704 2033593 1 


Mycobacterium. 
2136067 2135956 1 


2327307 23271961 


2640011 2639900 1 


2767518 27674115 


3324230 3324119 1 


Micromonosporaceae; Dactylosporangium. 


658878 Bacteria_16S 
ain DSM 43810 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; 
658878 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 


thailandense DSM 
Bacteria; Actinob 


strain : DSM43338 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


658878 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


658878 Bacteria_16S 


strain JC2056 16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


658878 Bacteria_16S 


obscurus DSM 4316 


Geodermatophilus. 


658878 Bacteria_16S 


3327278 3327167 1 


Dactylosporangium. 
3342410 3342299 1 


3473952 3473841 1 
16S ribosomal RNA, 


3725961 3725870 8 


Actinomadura. 
4038950 4038839 1 


ae; 


Mycobacterium. 
4049565 4049454 1 


426557 426444 1 


esterenkonia. 
1344360 13442515 


1781181 1781068 1 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
658878 Bacteria_16S 
moriokaense strai 
moriokaense Bacte 


n DSM 44221 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


111 


111 


LA 


111 


111 


111 


Lis 


111 


111 


111 


111 


111 


111 


111 


99 


111 


111 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
658878 Bacteria_16S 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


111 


111 


nila 


strain 4-0 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 


gi 


W5998 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


gi 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


gi 


1245479 1246880 Amycolatopsis 
donocardineae; 


gi 


partial 


gi 


partial 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
658878 Bacteria_16S 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
658878 Bacteria_16S 
psychralcaliphila 


gi 


strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Dietzia. 
658878 Bacteria_16S 

SM 43823 16S ribosomal RNA, partial sequence 
vinaceum Bacteria; 


gi 


gi 


gi 


43158 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
Dactylosporangium. 
658878 Bacteria_16S 


gi 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
658878 Bacteria_16S 
ain IFO 14382 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


4049074 4050453 Nocardioides 
ionibacterineae; 


gi 


gi 


0 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


gi 


265678731 


265678478 


219878254 


219857484 


219878387 
sequence 


219878172 
sequence 


219857644 


219857511 


6S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
658878 Bacteria_16S 


219857231 


219857139 


219846702 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846700 


219846689 


219846593 


219846417 


219846197 


LTA-388 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


219846187 


265678770 


228721038 
13438 


219878349 


1 sequence 
e; Actinomycetales; 


artial sequence 


Actinomycetales; 


sequence 2767023 276850 


sequence 3326771 332823 
Actinomycetales; 


3341903 3343371 Dactyl 
Micromonosporineae; 


3473444 3474924 Rhodoc 


sequence 3725501 372690 
Actinomycetales; 


Actinomycetales; 


1 sequence 
e; Actinomycetales; 


omycetales; 


ref|NR_029036.1 


ref |NR_028781.1 


ref |NR_025393.1 


ref|NR_025072.1 


ref|NR_025526.1 


ref|NR_025311.1 


ref |NR_025233.1 


ref|NR_025099.1 


ref |NR_024859.1 


ref|NR_024767.1 


ref|NR_026294.1 
3323723 332519 


ref|NR_026292.1 


ref|/NR_026281.1 


ref|NR_026185.1 

Nocardiacea 
ref|NR_026008.1 
Strept 


ref|NR_025787.1 

4038441 403994 
Corynebac 
ref|NR_025777.1 
Nocardioi 
ref|NR_029075.1 

426041 427535 
Microc 


ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


ref |NR_025488.1 


851409 852783 


Mycobacterium 


479623 481120 Mycobacterium boenickei 
Corynebacterineae; Mycobacteriaceae; 


Kineococcus 
Kineococcus 


Kineosporiineae; 


Mycobacterium 


1234868 1236341 Mycobacterium 
ridae; Actinomycetales; Corynebacterineae; 


Amycolatopsis rubida 
rubida Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Mycobacterium 


1730570 1732062 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


2033216 2034702 Mycobacterium 
Corynebacterineae; 


Mycobacterium brumae 


2135574 2137022 Mycobacterium brumae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Mycobacterium doricum 
doricum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium alvei 


2639512 2640976 Mycobacterium alvei Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Dietzia 
5 Dietzia 


Actinomycetales; Corynebacterineae; 


Dactylosporangium 
8 Dactylosporangium 


Micromonosporineae; 


Dactylosporangium 
9 Dactylosporangium 


Micromonosporineae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Actinomadura 

6 Actinomadura 
osporangineae; 


Mycobacterium 
7 Mycobacterium 


terineae; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Citricoccus muralis 


1780670 1782124 Citricoccus muralis Bacteria; 


CGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC 
GCTAGGTGTGGGGGGCCTCTCCGGTTTCCTGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCGACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAATTCGTCAGAGATGGCGGAGCTTCGGG 
CTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGNGCAACCCTCGTTCCATGTTGCCAGCACGTTATGG 
TGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGAAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCG 
GTACAATGGGCTGCNATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGGCCCCGTGAAGTCGGAGTCGCTAGTAA 
TCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCATGGCCCAACCCCGTA 
AGGGGAGGGAGTGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCGTGCCTAACACATGCAAGTCGCACGAGAAAGGCTAGGTTTCGACTTGGCCGAGTAAAGT 
GGCGCACGGGTGAGTAACGCGTGGGTGACCTACCCTCGAATCTGGGATAACTTCGCGAAAGCGGGGCTAATACCGGATACGTCCCTTCGGGGAGAAAGCCGGCCT 
CTCGAAGAAGCTGGTGTTCGGGGATGGGCCCGCGTCCTATCAGCTGGTTGGTGGGGTAATGGCCCACCAAGGCGACAACGGGTAGCTGGTCTGAGAGGATGATCA 
GCCACACTGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGAGCAATCCTGACGCAGCAACGCCGCGTGGGTGAAGA 
AGGCCTTCGGGTCCTAAAGCCCTGTCAGGGAGGGAAGAAACTGGCGGAGTCGAACAGACTCTGTCACTGACGGTACCTCCAGAGGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGGTAATACGGARGGTGCGAGCGTTATTCGGAATTGCTGGGCGTAAAGCGCGTGTAGGCGGTGGGGCAAGTCTGGTGTGAAAGCCCSGGGCTCA 
ACCCCGGAAGTGCATTGGAAACTGCCTCACTTGAGTACCGGAGAGGAAGGGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGC 
GAAGGCGCCCTTCTGGACGGTTACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGCACTAGGT 
GCAGCGGGTATTGACCCCTGCTGTGCCGAAGCTAACGCGTTAAGTGCCCCGCCTGGGGACTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCGGGAGCCCCYTGGAAACAGGGGGGTGCCCTTCGGGGAACC 
CGGAGACAGGTGCTGCATGGCTGTCSTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCYTYTAGTTGCCATCACTTCGGGTGG 
GCATTCTAGAGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGACGACGTCAAGTCCTCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGGCGGTA 
CAAAGGGCAGCGAACCTGCGAGGGGGAGCGAATCCCAAAAAGCCGTCCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGGTGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCTGTACCAGAAGTGCGTGGGCCAACCCCTTGTGGG 
GAGGCAGCGTACCAAGGTGTGGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTCGACAGAGTTTGATCCTGGCTCAGGAC 
GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTG 
ACTCTGGGATAAGCGCTGGAAACGGCGTTTAATACCGGATACGACCTGCCCCGGCATCGGGTGCGGGTGGAAAGTTTTTCGGTCAAGGATGGACTCGCGGCCTAT 
CAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCGTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGG 
ACTTCGGTTTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
AGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGAATGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGTTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGATGTGGGGACCTTTCCACGGTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTG 
ACATATACCGGAAACTTCCAGAAATGGTTGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTCATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGA 
GGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCAT 
GAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGANGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAACCGTCNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAAC 
GATGAAGCCTAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCACTGGAAACGGTGTCTAATACCG 
GATATTTCAGCTGGCCGCATGGTCTGGTTGTGGAAAGAATTTTGGTCAAGGATGGACTCGCGGCCTATCAGGTTGTTGGTGAGGTAATGGCTCACCAAGCCTACG 
ACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACTGGAG 
GCTCAACCTCCAGCCTGCCCTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCG 
ATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGC GAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAAC 
TAGATGTGGGGGCCATTCCACGGTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAATGGGCCAGAAATGGTCAACTCTTTGGAC 
ACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATG 
GTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCC 
GGTACAAAGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTA 
ATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCAACGCCAGTGGCCTAACCTTCG 
GGAGGGAGCTGTCTAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAACCGTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNCGGAACGCTGAGGCGGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGCTTCGGTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGTA 
ATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATATGACACGCGACCGCATGGTCTGTGTGTGGAAAGTTCCGGCGGTGCAGGATGAG 
CCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCACCAACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGA 
CAGGGACGAAGGGCAACTGACGGTACCTGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGG 
GCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACCTGCAGCTTAACTGTGGGCGTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTGTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCATGGGGA 
GCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGATGGGTTCCACCGTTTCCGTGCCGTAGCTAACGCATTAAGCGCCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTAC 
CTGGGTTTGACATGCACTAGACAGCCTCAGAGATGGGGTTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGAACGAGCGCAACCCTTGCCCTATGTTGCCAGCGCGTGATGGCGGGGACTCGTGGGGGACTGCCGGGGTCAACTCGGAAGAAAGGTGGGGATGAACGT 
TCAAGTTCTCATGCCCCTTATGCCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGTAGCGATACTGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTC 
AGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCTAACCCCTTGTGGGAGGGCAGTGGTCGAAGGTGGGACTGGCCCTNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTTCAACGCTCGCGGTTTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGA 
ACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGAATAAGCCTGGGAAACCGGGTCTAATACCGGATATGACCATTGCCCGCATGGGTTGGTGGTGGAA 
AGTTTTTCGGTTGGGGATGGGCTCGCGCCTATCAGCTTGTTGGTGGGTGATGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACAACTG 
GGATTGAGACACGGCCCAGATTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCG 
GGTTGTAAACTTCTTTCAGCACCGACGAAGCCTTTCGGGGTGACGGTAGGTGCAGAAGAAGCGCCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGGCG 
CAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTTGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCCACGGCTTAACCGTGGGTCTGCGGTGGATACGGGCA 
GGCTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGTTCTCTGGGCCTGTACTGAC 


658878 Bacteria_16S 2941073 2940963 1 110 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

658878 Bacteria_16S 3403305 3403199 8 111 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
658878 Bacteria_16S 4058488 4058375 1 111 gi|219846181|ref|NR_025771.1] Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

658878 Bacteria_16S 2918519 2918450 1 70 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

658878 Bacteria_16S 45810 45699 1 111 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
658878 Bacteria_16S 641601 641489 1 111 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

658878 Bacteria_16S 882138 882034 8 111 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

658878 Bacteria_16S 1527314 1527210 8 E11 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

658878 Bacteria_16S 2076751 2076640 1 110 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

658878 Bacteria_16S 3213524 3213412 1 £11 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

658878 Bacteria_16S 3457237 3457125 1 111 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
658878 Bacteria_16S 3727415 3727311 8 111 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

658878 Bacteria_16S 500 393 5 111 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

658878 Bacteria_16S 71685 71574 1 111 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

658878 Bacteria_16S 117285 117174 1 111 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

658878 Bacteria_16S 506417 506306 1 111 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

658878 Bacteria_16S 523118 523007 1 111 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

658878 Bacteria_16S 815593 815482 1 111 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

658878 Bacteria_16S 1256391 1256280 1 211 gi|219857144|ref|NR_024772.1| Corynebacterium 


efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
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111 gi|219846915|ref|NR_026507.1| Marmoricola 
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658878 Bacteria_16S 740043 739930 1 


DSM 20700 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 


111 


111 


111 


voi 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


afermentans strain CIP 103499 16S ribo 
Corynebacterium afermentans subsp. 
Corynebacterineae; Corynebacteriaceae; 


acteria; Actinobacteridae; Actinomycet 


219846694 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846420 
ce 


ales; 


219846186 


n JC2055 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


265678773 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Actinomyc 


37209 
Coryneba 


Actinomyc 


etal 


ref 


ref 


ref 


etal 


ref 


3011945 30134 


03 Mycobacterium 


52 3722442 Mycob 


4050504 405187 


4 
es; Propion 


NR_026286.1 


Mycobacteri 
NR_026011.1 
a 
cterineae; 


NR_025776.1 
es; Propioni 


NR_029078.1 


paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 
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111 gi|219878356|ref|NR_025495.1| Salana multivorans 
1221167 1222613 Salana multivorans Bacteria; 
occineae; Beutenbergiaceae; Salana. 
a1 gi|219846622|ref|NR_026214.1| Corynebacterium 
somal RNA, complete sequence 1499786 1501111 
afermentans Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacterium. 
vi gi|219878137|ref|NR_025276.1| Propionibacterium 
partial sequence 2077807 2079320 Propionibacterium 
Actinomycetales; Propionibacterineae; 
71 gi|219878135|ref|NR_025274.1| Propionibacterium 
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ales; Propionibacterineae; Propionibacteriaceae; 
mia gi|219857364|ref|NR_024952.1| Slackia exigua strain 
sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 
71 gi|219846804|ref|NR_026396.1| Corynebacterium 
sequence 3175122 3176580 Corynebacterium 
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740995 


658878 Bacteria_16S 920659 920552 1 111 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 
658878 Bacteria_16S 1686722 1686653 1 70 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 
658878 Bacteria_16S 1829855 1829786 1 70 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
658878 Bacteria_16S 1835907 1835838 1 70 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 
658878 Bacteria_16S 1848269 1848160 1 109 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
658878 Bacteria_16S 1886434 1886321 1 111 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 
658878 Bacteria_16S 1963765 1963696 1 70 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 
658878 Bacteria_16S 2410660 2410591 1 70 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 
658878 Bacteria_16S 2610895 2610826 1 70 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
658878 Bacteria_16S 2898530 2898461 1 70 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 
658878 Bacteria_16S 3504126 3504057 1 70 gi|219846573|ref|NR_026165.1| Agromyces ramosus 
strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 3505104 Agromyces ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


658878 Bacteria_16S 4081315 4081246 1 70 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

658878 Bacteria_16S 4122061 4121992 1 70 gi|219846135|ref|NR_025725.1| Petrobacter 


succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 
658878 Bacteria_16S 420303 420194 7 111 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
658878 Bacteria_16S 1192989 11929175 77 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
658878 Bacteria_16S 1528818 1528714 8 thd gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 
658878 Bacteria_16S 2969836 2969724 1 111 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
658878 Bacteria_16S 617320 617209 1 111 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
658878 Bacteria_16S 1416593 1416486 5 TL gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
658878 Bacteria_16S 1539499 1539388 1 ELD gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 


658878 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


658878 Bacteria_16S 


capitovis strain 
capitovis Bacteri 
Corynebacteriacea 


658878 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


658878 Bacteria_16S 


simulans strain U 


Bacteria; Actinob 


Corynebacterium. 
658878 Bacteria_ 
NRRL B-24104 16S 


658878 Bacteria 1 
pyridinivorans st 
pyridinivorans Ba 
Rho 
658878 Bacteria _1 


Nocardiaceae; 


spumicola strain 


spumicola Bacteri 


Nocardioidaceae; 


658878 Bacteria _1 


e; Corynebacterium. 


e; Corynebacterium. 


1770572 1770465 5 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


1855760 1855649 1 
CCUG 39779 16S ribosomal RNA, 


a; Actinobacteria; Actinobacteridae; Act 


1924127 1924016 1 


111 gi|219878357|ref|NR_025496.1| Corynebacterium 
quence 1770072 1771486 Corynebacterium 
inomycetales; Corynebacterineae; 

i111 gi|219878297|ref|NR_025436.1| Corynebacterium 

partial sequence 1855266 1856599 Corynebacterium 
inomycetales; Corynebacterineae; 

111 gi| 219878245 |ref|NR_025384.1| Pseudonocardia 


n LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 
2036782 2036671 1 111 gi|219878170|ref|NR_025309.1| Corynebacterium 
CL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
16S 2342267 2342156 1 TL gi|219857500|ref|NR_025088.1| Crossiella equi strain 
ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 

6S 2421523 2421412 1 111 gi|219857445|ref|NR_025033.1| Rhodococcus 
rain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
dococcus. 

6S 2587790 2587679 1 111 gi|219857276|ref|NR_024907.1| Friedmanniella 
Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 

6s 3325757 3325646 1 111 gi|219846701|ref|NR_026293.1| Dactylosporangium 
43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 


roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 


658878 Bacteria_16S 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 


3328797 3328686 1 


111 


acteria; Actinobacteridae; Actinomycet 


gi 


ales; Micr 
219846699 
ence 33282 


ales; Micr 


ref 


omon 


90 3329764 Dacty 
omon 


osporineae; 


NR_026291.1 
1 
osporineae; 


Micromonosporaceae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


658878 Bacteria_16S 


strain DSM 44070 


Bacteria; Actinob 


Thermocrispum. 


658878 Bacteria_16S 
strain DSA1 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
658878 Bacteria_16S 


strain W4937 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
658878 Bacteria_16S 
camporealensis st 
camporealensis Ba 
Corynebacteriacea 
658878 Bacteria_16S 


strain CDC F5101 
Proteobacteria; 


strain CBS 107.95 
Bacteria; Actinob 


658878 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 


Corynebacteriacea 
658878 Bacteria_16S 


picturae strain L 
picturae Bacteria 
Brevibacterium. 


658878 Bacteria_16S 


molinativorax str 
molinativorax Bac 
Microbacteriaceae 


658878 Bacteria_16S 


B 
658878 Bacteria_16S 


3495157 3495046 1 111 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


4111376 4111266 1 111 
ibosomal RNA, partial sequence 


gi 


Prop 
gi 


4115828 41157171 111 
ribosomal RNA, partial sequence 
Cory 
68690 68620 1 71 gi 
rain CRS-51 16S ribosomal RNA, partial 


e; Corynebacterium. 

289359 289289 5 75 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
1262337 12622325 110 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1290951 1290881 1 71 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 
1603283 1603213 1 71 gi 
MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


, 


1834401 18343355 71 gi 
ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 

1858727 1858657 1 


, 


71 gi 


cteria; Actinobacteria; Actinobacterid 


al 


io 


ne 


s 
ae 


ca 


al 
e 


t21 


qu 
ti 


ue 
e; 


219846579 


219846144 
4110861 41123 


219846140 
4115405 41168 


265679018 


265678867 


219846681 


228720812 


219878475 


219878312 


34946 


es; Pseu 


nibacter 


bacterin 


equence 
Actino: 


, 


28882 
ligenace 


12618 


es; Cory 


12904 


nomyceta 


ence 
nomyceta 


nce 
Actinom 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


ref|NR_025734.1| Kribbella solani 
76 Kribbella solani Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_025730.1| Rhodococcus gordoniae 
07 Rhodococcus gordoniae Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref |NR_029326.1| Corynebacterium 
68186 69586 Corynebacterium 


mycetales; Corynebacterineae; 


Bordetella holmesii 
ella holmesii Bacteria; 


ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 

ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Corynebacterium 
bacterium urealyticum 
rineae; 


ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Gulosibacter 
7 Gulosibacter 
occineae; 


ref|NR_025451.1 
1833888 183531 
ycetales; Microc 


219878295 


ref|NR_025434.1|] Corynebacterium 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


658878 Bacteria_ 


strain Se-1111R 1 
B 


Proteobacteria; 
658878 Bacteria_ 


palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 


658878 Bacteria_ 
strain IFO 15059 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
658878 Bacteria_16S 3097187 3097117 1 71 gi| 219846857 |ref|NR_026449.1 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 309807 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

658878 Bacteria_16S 3148142 3148072 1 71 gi|219846823|ref|NR_026415.1 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Coryne 


Bacteria; Actinob 


Corynebacterium. 


658878 Bacteria_16S 


singulare strain 


singulare Bacteri 
Corynebacteriacea 
658878 Bacteria_16S 


strain DZZM 328 1 


Corynebacterium. 


658878 Bacteria_16S 


strain 18323 16S 
Proteobacteria; 


Proteobacteria; 


658878 Bacteria_16S 
strain LV3 16S ri 


658878 Bacteria_16S 
strain NA 1 16S r 


Proteobacteria; 


Proteobacteria; 


strain YIM90005 1 


658878 Bacteria_16S 


microaerophilum s 


microaerophilum B 


Propionibacteriac 


658878 Bacteria_16S 


ain 522 16S ribosomal RNA, partial sequence 3804660 380612 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
3806712 3806642 5 75 gi|219846358|ref|NR_025949.1 
rain Dog 71 16S ribosomal RNA, partial sequence 3806174 380763 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alc 
266717 266648 1 70 gi| 265678882 |ref|NR_029188.1 
bosomal RNA, partial sequence 266185 26767 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacte 
564388 564323 5 70 gi| 265678676 |ref|NR_028981.1 
bosomal RNA, partial sequence 563902 56532 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
680957 680888 1 70 gi| 265678595 |ref|NR_028900.1 
ibosomal RNA, partial sequence 680477 68183 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
760388 760319 1 70 gi|265678539|ref|NR_028843.1 
bosomal RNA, partial sequence 759866 76120 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
774115 774050 5 70 gi|265678530|ref|NR_028834.1 
6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
854937 854868 1 70 gi|265678475|ref|NR_028778.1 
train M 5 16S ribosomal RNA, partial sequence 854408 855931 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
eae; Propionibacterium. 
885225 885160 5 70 gi|265678454|ref|NR_028756.1 
9 16S ribosomal RNA, partial sequence 884701 886196 Rathay 


strain VKM Ac-179 


Bacteria; Actinob 


Rathayibacter. 


658878 Bacteria_16S 
strain 14 16S rib 
Actinobacteria; Actinoba 
658878 Bacteria_16S 
CMS 81 16S riboso: 


Actinobacteridae; 


658878 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


658878 Bacteria_16S 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 


B 
658878 Bacteria_16S 
parapertussis str 
parapertussis Bac 
658878 Bacteria_16S 
bronchiseptica st 
bronchiseptica Ba 
658878 Bacteria_16S 
strain OXB 16S ri 
B 


B 
658878 Bacteria_16S 
strain V33 16S ri 
B 
658878 Bacteria_16S 


16S 1947031 19469615 75 gi 


16S 2139113 2139043 1 71 
train 1Bdz 16S ribosomal RNA, 


gi 
partial 


e; Amycolatopsis. 


16S 2988176 2988106 1 vt 


gi 


3178708 3178638 1 71 
IBS B52218 16S ribosomal RNA, 


gi 
partial 


e; Corynebacterium. 
3435910 3435840 1 


71 gi 


3803684 3803614 5 75 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3805198 3805128 5 75 gi 


gi 


acteria; Actinobacteridae; Actinomycet 


1102104 11020395 

osomal RNA, partial sequence 
cteridae; Actinomycetales; Micr 
1136986 11369215 70 gi 
mal RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
1138537 11384725 70 gi 
omal RN 
Actino: 


70 gi 


mycetales; Micrococcineae; Micr 
1161230 1161123 1 111 gi 


acteria; Actinobacteria; Actinobacteri 


acteria; Actinobacteridae; Actinomycet 


a; Actinobacteria; Actinobacteridae; Act 


219878230 


6S ribosomal RNA, partial sequence 1946525 19480 
etaproteobacteria; Burkholderiales; Al 


ca 
219857642 

sequence 

dae; 


219846931 


16S ribosomal RNA, partial sequence 2987680 29891 


ales; 


219846802 
sequence 


219846619 


6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 


219846360 


3803146 38046 
ligenace 


ca 
219846359 


ales; Micr 


265678308 


1101592 11031 


ococcineae 
253680765 


1136447 1137959 Leifs 


obacteriac 
253680764 


A, complete sequence 1138010 1139535 Leifs 


obacteriac 
228721225 


ligenace 


Actin 


Cory 


inomycet 


bacterin 


ref|NR_025369.1 
Bordetella. 
ref|NR_025231.1 

2138615 214004 
omycetales; Pseu 


ae; 


ref |NR_026523.1 


nebacterineae; C 


ref|NR_026394.1 


3178210 317953 
ales; Corynebact 


v 


ref|NR_026211.1 


eae; Corynebacte 
ref |NR_025951.1 


Bordetella. 
NR_025950.1 


ae; 
ref 


ococcineae; Micr 


ref|NR_028610.1 


> Mi 
ref 
onia 
eae; 
ref 
onia 
eae; 


crobacteriac 
NR_028013.1 
aurea Bacte 
Leifsonia. 

NR_028012.1 
rubra Bacte 
Leifsonia. 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 

Corynebacterium 
1 Corynebacterium 
rineae; 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Corynebacterium 
2 Corynebacterium 


erineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 

aligenaceae; Bordetella. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


Ts 
Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Propionibacterium 
Propionibacterium 
ionibacterineae; 


Rathayibacter caricis 
ibacter caricis 


obacteriaceae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


ref|NR_027604.1 


Nakamurella 


1160739 1162206 Nakamurella multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 


Nakamurella. 


658878 Bacteria_16S 1456460 1456395 5 70 gi|224581416|ref|NR_027197.1| Achromobacter 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

658878 Bacteria_16S 1471535 1471470 5 70 gi|224581405|ref|NR_027186.1| Achromobacter 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
658878 Bacteria_16S 1548692 1548623 1 70 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

658878 Bacteria_16S 1550158 1550089 1 70 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

658878 Bacteria_16S 1551626 1551557 1 70 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

658878 Bacteria_16S 1820745 1820680 5 70 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 

658878 Bacteria_16S 1878574 1878505 1 70 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
658878 Bacteria_16S 1897241 1897176 5 70 gi|219878265|ref|NR_025404.1| Bordetella trematum 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

658878 Bacteria_16S 2067573 2067504 1 70 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

658878 Bacteria_16S 2073738 2073673 5 70 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

658878 Bacteria_16S 2149679 2149614 5 70 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
658878 Bacteria_16S 2307591 2307526 5 70 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

658878 Bacteria_16S 2650746 2650677 1 70 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 


6a3 16S ribosomal RNA, partial sequence 


2650247 2651682 Azosp 


ira oryzae Bacteria; Proteobacteria; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

658878 Bacteria_16S 2820311 2820211 8 111 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

658878 Bacteria_16S 3055059 3054990 1 70 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 

658878 Bacteria_16S 3350046 3349977 1 70 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

658878 Bacteria_16S 3513258 3513193 5 70 gi|219846567|ref|NR_026159.1| Rathayibacter rathayi 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
658878 Bacteria_16S 3514782 35147175 70 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
658878 Bacteria_16S 3556254 3556185 1 70 gi|219846538|ref|NR_026130.1| Zoogloea ramigera 
strain 106 16S ribosomal RNA, partial sequence 3555718 3557247 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

658878 Bacteria_16S 3627330 3627261 1 70 gi|219846487|ref|NR_026079.1| Neisseria gonorrhoeae 
strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

658878 Bacteria_16S 3875115 3875046 1 70 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

658878 Bacteria_16S 3964352 3964283 1 70 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 

658878 Bacteria_16S 4175850 4175785 5 70 gi|219846096|ref|NR_025686.1| Achromobacter spanius 


strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


658878 Bacteria_16S 4177335 41772705 70 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
658878 Bacteria_16S 4189583 41895141 70 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

658878 Bacteria_16S 33934 33828 8 cma gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
658878 Bacteria_16S 231667 231586 11 94 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

658878 Bacteria_16S 868831 868750 11 94 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

658878 Bacteria_16S 1208224 1208156 1 69 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

658878 Bacteria_16S 1534861 1534757 8 111 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

658878 Bacteria_16S 1831406 1831325 11 94 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

658878 Bacteria_16S 2753987 2753880 1 111 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

658878 Bacteria_16S 65656 65550 8 roe | gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

658878 Bacteria_16S 348915 348846 1 70 gi| 265678825 |ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

658878 Bacteria_16S 567400 567329 1 72 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

658878 Bacteria_16S 704888 704777 1 111 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

658878 Bacteria_16S 836931 836820 1 111 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

658878 Bacteria_16S 1147612 1147501 1 111 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

658878 Bacteria_16S 1218623 1218512 1 111 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

658878 Bacteria_16S 1959128 1959065 8 71 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

658878 Bacteria_16S 2131533 2131422 1 111 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

658878 Bacteria_16S 2534819 2534708 1 111 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

658878 Bacteria_16S 2656686 2656575 1 111 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

658878 Bacteria_16S 2745237 2745126 1 111 gi|219857157|ref|NR_024785.1| Rothia aeria strain 


A1-17B 16S riboso 


mal RNA, partial sequence 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 


658878 Bacteria_16S 3201561 3201495 5 71 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

658878 Bacteria_16S 3455701 3455638 8 vei gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

658878 Bacteria_16S 3730323 3730223 8 111 gi|219846414|ref|NR_026005.1] Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 

658878 Bacteria_16S 225645 225535 1 110 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
658878 Bacteria_16S 509442 509376 5 71 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

658878 Bacteria_16S 573406 573336 1 71 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

658878 Bacteria_16S 823158 823088 1 71 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
658878 Bacteria_16S 1203669 1203603 3 69 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

658878 Bacteria_16S 1205176 1205110 3 69 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

658878 Bacteria_16S 1705256 1705186 1 71 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

658878 Bacteria_16S 1900289 1900231 1 59 gi| 219878263 |ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

658878 Bacteria_16S 1953134 1953068 5 eel gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

658878 Bacteria_16S 2166282 2166212 1 71 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

658878 Bacteria_16S 2328706 23286405 71 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

658878 Bacteria_16S 2667071 2667001 1 aL gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

658878 Bacteria_16S 2668586 2668516 1 VE gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

658878 Bacteria_16S 3133081 3133011 1 71 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

658878 Bacteria_16S 3206026 3205956 1 71 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

658878 Bacteria_16S 3310580 3310518 8 70 gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

658878 Bacteria_16S 3523945 3523875 1 PL gi|219846560|ref|NR_026152.1| Saccharopolyspora 


gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 


3523483 352488 


4 Saccharopolyspora 


gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


658878 Bacteria_16S 


strain JC1078 16S 


658878 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


658878 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


658878 Bacteria_16S 


strain KB740 16S 


Proteobacteria; B 


658878 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


658878 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


658878 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


658878 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


658878 Bacteria_16S 


strain Kll1 16S ri 
Proteobacteria; B 


658878 Bacteria_16S 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


658878 Bacteria_16S 


strain NCTC 10617 


Proteobacteria; B 


658878 Bacteria_16S 


lusitanum strain 


Bacteria; Proteob 


658878 Bacteria_16S 


VKM Ac-1800 16S r 
Actinobacteria; A 


658878 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


658878 Bacteria_16S 


strain Al 16S rib 


Proteobacteria; B 


658878 Bacteria_16S 


strain AC 615 16S 
Actinobacteria; A 


658878 Bacteria_16S 


strain N-1 16S ri 


Proteobacteria; B 


658878 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


658878 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


658878 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


658878 Bacteria_16S 


strain S5b2 16S r 


Proteobacteria; B 


e; Saccharopolyspora. 


4053953 4053895 1 59 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 

20154 20085 1 70 gi|265679050|ref|NR_029358.1| Burkholderia 
n Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
kholderia cepacia complex. 

64126 64061 Li 70 gi|265679021|ref|NR_029329.1| Herbaspirillum 
n Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

156824 156767 1 58 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

179592 179523 1 70 gi| 265678943 |ref|NR_029251.1| Methylococcus 
in IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
eria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

194918 194849 1 70 gi|265678933|ref|NR_029241.1| Methylococcus 

Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 

237951 237882 1 70 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
6S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

239500 239431 1 70 gi|265678902|ref|NR_029210.1| Burkholderia 

2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
cia complex. 

533762 533697 5 70 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
bosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

579301 579232 1 70 gi|265678666|ref|NR_028971.1| Corynebacterium 
MIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
682362 682293 1 70 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

738483 738418 5 70 gi|265678555|ref|NR_028859.1| Herbaspirillum 
P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

755782 755713 1 70 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
ibosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

757333 757264 1 70 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
n AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

758836 758767 1 70 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
osomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

838411 838311 8 111 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 

ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 

873331 873262 1 70 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
bosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

874674 874574 8 111 gi|265678462|ref|NR_028765.1| Streptosporangium 
CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Streptosporangium. 

892766 892697 1 70 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

894301 894232 1 70 gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola 
16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

1002378 1002309 1 70 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
ibosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

1035778 1035713 5 70 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 


658878 Bacteria_16S 


strain 7-2 16S ri 


bosomal RNA, partial sequence 


1035238 1036733 Herbaspirillum putei Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 


658878 Bacteria_16S 


1090163 1090063 8 


111 gi 


265678316 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


roseoviolacea Bacteria; Actinobacteria; Actinobacterida 
Streptosporangiaceae; 


Nonomuraea. 


658878 Bacteria_16S 
strain NRRL 15532 
Bacteria; Actinobacteria; 


Nonomuraea. 


658878 Bacteria_16S 
CECT 5990 16S ribosomal RNA, partial sequence 
sphenisci Bacteria; 
Corynebacteriaceae; 
658878 Bacteria_16S 
strain Ter6 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; 
658878 Bacteria_16S 
C91 16S ribosomal 
Proteobacteria; B 
658878 Bacteria_16S 
strain UR/MT95 16 
Proteobacteria; B 
658878 Bacteria_16S 


sphenisci strain 


strain LMG 20598 


Proteobacteria; B 
658878 Bacteria_16S 
thailandensis str 
thailandensis E26 
pse 
658878 Bacteria_16S 
strain STM815 16S 
Proteob 
658878 Bacteria_16S 
strain STM678 16S 
Proteobacteria; B 
658878 Bacteria_16S 
strain U120 16S r 
Proteobacteria; B 
658878 Bacteria_16S 
strain DhA-35 16S 
Proteobacteria; B 
658878 Bacteria_16S 
stercoricanis str 
stercoricanis Bac 
658878 Bacteria_16S 


Burkholderia; 


Bacteria; 


strain R2014 16S 


Bacteria; 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


658878 Bacteria_16S 
frisingense strai 
frisingense Bacte 


Herbaspirillum. 


658878 Bacteria_16S 


strain YIM 21741 
strain ICPB 3636 
Proteobacteria; B 


strain DSM 11853 
Proteobacteria; B 


campinensis strai 
Bacteria; Proteob 


1106700 1106600 8 
16S ribosomal 


1133959 1133890 1 


Corynebacterium. 
1146124 1146059 5 


1179436 1179367 1 
RNA, partial sequence 
1266962 1266897 5 
1283316 1283247 1 
1359441 1359372 1 
4 Bacteria; 


udomallei group. 
1386667 1386598 1 


1388182 1388113 1 


1465450 1465393 1 


1468458 1468389 1 


1622890 16228255 


teria; Proteobacteria; 


1668607 1668546 8 


1766083 1766014 1 


1965281 1965216 5 


is Bacteria; 


1971081 19710165 


2228390 22283211 


2265156 2265087 1 


2274341 22742721 


2275875 2275806 1 


2309065 2308965 8 


Burkholderiales; 


S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 


ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
658878 Bacteria_16S 
halodurans strain 
Proteob 
658878 Bacteria_16S 


111 gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


70 gi 


70 gi 


70 gi 


1178919 1180416 Nitrosomonas eutropha 


etaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; 


70 gi 


70 gi 


70 gi 


265678304 


253680767 


Actinobacteria; Actinobacteridae; Actinomycetales; 


253680759 


1145612 11470 
Ox 


228717704 


219846423 


1266430 12679 


219846066 


16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia 
etaproteobacteria; Burkholderiales; Bu 


228720024 


ain E264 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Betaproteobacteria; 


70 gi 


70 gi 
58 gi 
70 gi 
70 gi 
69 gi 
70 gi 


70 gi 


228716754 


1386182 13876 


228716720 


1387667 13891 


224581409 


1464924 14664 
Rhod 


224581407 


1467942 14694 
Rhod 


219878461 


ain 5BAC4 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


219878429 


1668114 16695 


219878360 


34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkali 
acteria; Gammaproteobacteria; Chromatiales; 


219878218 


is strain G 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Betaproteobacteria; 


70 gi 


70 gi 


70 gi 
70 gi 


70 gi 


n WS2 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 
658878 Bacteria_16S 


111 gi 


219878214 


n GSF30 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 


219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
658878 Bacteria_16S 


219857556 


16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neisseriaceae; 
658878 Bacteria_16S 


219857550 


16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Bu 
658878 Bacteria_16S 


219857549 
22753 


219857523 


e; Actinomycetales; 


ref|NR_028618.1] Nonomuraea 
1089685 1091137 Nonomuraea 
Streptosporangineae; 


alobacteraceae; 


rkholderiaceae; 


rkholderiaceae; 


Ectothiorhodospirace 


Burkholderiales; 


ref|NR_028606.1 


ref|NR_028015.1 


R 


ref |NR_028007.1 


ref|NR_027566.1 


ref|NR_026014.1 
Massilia. 


ref|NR_025656.1 


ref|NR_027587.1 
1358923 136041 
Burkholderiales; 


ref|NR_027555.1 


ref|NR_027554.1 


ref|NR_027190.1 
Azoarcus. 
ref|NR_027188.1 
Zoogloea. 
ref|NR_025600.1 

1622384 162383 


Burkholderiales; Alcaligenaceae; 


ref|NR_025568.1 
Actinomycetace 
ref |NR_025499.1 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref|NR_025353.1 

1970584 197204 
Oxalob 
ref|NR_025168.1 


Microbacteriac 
ref|NR_025144.1 


Simonsiella. 
ref |NR_025138.1 


Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 


Burkholderiaceae; 


ref|NR_025111.1 


Nonomuraea longicatena 


1106217 1107715 Nonomuraea longicatena 
Streptosporangineae; 


Streptosporangiaceae; 


Corynebacterium 


133500 1134881 Corynebacterium 
Corynebacterineae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
Collimonas. 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Massilia timonae 


23 Massilia timonae Bacteria; 
alobacteraceae; 


Burkholderia hospita 


hospita Bacteria; 
Burkholderia. 


Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Burkholderia phymatum 


16 Burkholderia phymatum STM815 
Burkholderiaceae; 


Burkholderia. 
Burkholderia tuberum 


46 Burkholderia tuberum STM678 Bacteria; 
Burkholderia. 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 
ocyclaceae; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 
ocyclaceae; 


Sutterella 
8 Sutterella 
Sutterella. 
Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 


Herbaspirillum 
9 Herbaspirillum 


acteraceae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 
rkholderiaceae; 


Ss. 

Cupriavidus 

vidus campinensis 
Cupriavidus. 

Nonomuraea turkmeniaca 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosp 


orangiaceae 7 Nonomuraea. 


GCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCGCGCCG 
CAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAACATGTTGCTTAATTCG 
ACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAATCCCGCAAAGATGCGGGGTCCTTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCAACACCTTCGGGTGGTTGGGGGAACTCATGGGGAGACCCGC 
CGGGGTCAACTCGGAGGAAGGTGGGGGATGACGTCAAGTCATCATGCCCCTTAAGTTCTTGGGGCTGCAAACATGCTACAATGGCCGGTACAGTGGGCTGCGATA 
CCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGCAACACCCGAAGCCCGTGGCCCAACCACCTTGTGTGGGGGGAGCGGTC 
GAAGGTGAACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGGAAAACTAC 
YYYCGGGTAGTGAGTAGAGTAGCGGACGGGTGAGTAACGCGTGGGTATCTACCTTGAAGCTTGGGATAACTTCTCGAAAGAGAGGCTAATACCGGATASACCCTC 
TTTTAGAGCAAAGATGGCTTTGCTATTGCTTAAAGATGAGCCCGCGTCCCATTAGCTAGTTGGTGAGGTAATAGCTCACCAAGGCAACAATGGGTAGCCGACCTG 
AGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCG 
CGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTTAGGGAAGAACAGTTTGGATGTTGCTACCAGCTRAAGTTGACGGTACCTTTGGAGGAAGCCCTGG 
CTAAYTACGTGCCAGCAGCCGCGGTAATACGTAAGGGGCTAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTACGCAGGCGGTCTAGTAAGTCAGAGGTGAAATC 
CATCAGCTCAACTGGTGAATTGCCTTTGATACTGCTAGACTTGAGGATAACAGAAGAAAGCGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGAA 
TACCAATGGCGAAAGCAGCTTTCTAAGTTACTCCTGACGCTCAGGTACGAAAGCTAGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGCTG 
GATACTAGGTGTTGGAGGTTCGACTCCTTCGGTGCCGCAGTTAACGCATTAAGTATCCCGCCTGGGGATTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGGCCCACAAGCGGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGAACTTGACATCCCTGTGACTATTCCGTAATAGGAATCTCCTCTTCG 
AGGACACAGAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCACGT 
AATGTCGGGGACTCTAAGGAGACTGCCGCGGAAAAACGCCGAGGAAGGTGGGGRTGACGTCAAGTCATATGCCCCTTATGTTCTGGGCTACACACGTGCTACAAT 
GGTCTATACAAGAGGTGGCTACACCGCGAGATATCCAGAAACCTTAAAGTAGATCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAGTCGCTA 
GTAATCGTGGATCAGAAATGCCACGGTGAATATGTTGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGCACCAGAAGTCATCGGCTCTTTATATC 
TTTGGTGCCGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGG 
CAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCTTGTAGTGGGGGATAGCTMGGCGAAAGCCGGATTAATACCGC 
ATACGCTCTGAGGAGGAAAGCGGGGGACCTTCGGGCCTCGCGCTACAAGAGCGGCCGATATCAGATTAGCTAGTTGGTGGGGTAAAAGCTTACCAAGGCGACGAT 
CTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTG 
ATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCCTCTGGGTTAATACCTCGGGGGGATGACGGTACCGGAA 
GAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGA 
CGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGTGACTGCAAGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAG 
AGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAA 
AGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAAGTCTGCTGAGAGGC 
GGATGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTT 
AGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTC 
ATACAATGGTCGGTACAGAGGGCTGCCAAACCGCGAGGTGGAGC TAACCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGG 
AATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTAGGTAGC 
CTAACCGTAAGGAGGGCGCTTACCACGGCAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAKGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGG 
TGAGTAATACATCGGAACGTACCTTGTAGTGGGGGATAGCTCGGCGAAAGCCGGATTAATACCGCATACGCTCTGAGGAGGAAAGCGGGGGACCTTCGGGCCTCG 
CGCTACAAGAGCGGCCGATGTCAGATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTG 
TAAAGCACTTTTGTCCGGAAAGAAAACCTCTGGGTTAATACCTCGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTC 
GTGACTGCAAGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGG 
CCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCC 
TTAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGG 
ATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAATCCTGCTGAGAGGTGGGAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGCTGCCAAACCGCGAGGTG 
GAGCTAACCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTAGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCAGGATTCATGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCA 
TGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAATGTACCTTGTAGTGGGGGATAGC 
TCGGCGAAAGCCGGATTAATACCGCATACGCTCTGAGGAGGAAAGCGGGGGACCTTCGGGCCTCGCGCTACAAGAGCAGCCGATGTCAGATTAGCTAGTTGGTGA 
GGTAAAAGCTCACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCCTCTGGGTTAATA 
CCTCGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGTGCGCAGGCGGTTTTGTAAGACGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTCGTGACTGCAAGGCTAGAGTATGGCAGAGGGGGGTAGAATT 
CCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGA 
GTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGA 
CATGTACGGAATCCTGCTGAGAGGTGGGAGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTCGCCAAGCCGCGAGGTGGAGC TAACCCCAGAAAACCGATCGTAGTCCGGATCGCAGT 
CTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGGTTTTGCCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAA 
GTCGAACGCTTTTTCTTTCACCGGAGCTTGCTCCACCGAAAGAAAAGGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAAGGGGATAACACT 
TGGAAACAGGTGCTAATACCGTATAACAATCGAAACCGCATGGTTTCGGTTTGAAAGGCGCTTTTGCGTCACTGATGGATGGACCCGCGGTGCATTAGCTAGTTG 
GTGAGGTAACGGCTCACCAAGGCAACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTA 
GGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAG 
TAGAATGTTCATCCCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGG 
CGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAGAGTG 
GAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAG 


658878 Bacteria_ 


strain K265 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
ria 


658878 Bacte 


strain K300 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
ria 


658878 Bacte 
strain DSM 1105 
Proteobacteria; 
658878 Bacte 
strain MF63 16S 
Proteobacteria; 


658878 Bacteria_ 


strain DSM 12769 


ria_ 


16S 2360497 2360432 5 
ribosomal RNA, partial se 


16S 2362015 2361950 5 
ribosomal RNA, partial se 


16S 2436488 2436419 1 
16S ribosomal RNA, partia 
Betaproteobacteria; Burkh 
16S 2499884 2499827 1 
ibosomal RNA, partial se 
etaproteobacteria; Rhodo 
16S 2506007 2505938 1 
16S ribosomal RNA, parti 


xr 
B 


70 
quence 


gi|219857487 
2360002 23614 


ref 


NR_025075.1 
74 Subtercola frigoramans Bacteria; 


Subtercola frigoramans 


ococcineae; Microbacteriaceae; Subtercola. 
70 gi|219857486|ref|NR_025074.1| Subtercola boreus 
quence 2361525 2362991 Subtercola boreus Bacteria; 


ococcineae; Microbacteriaceae; Subtercola. 

70 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 
1 sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
olderiales; Burkholderiaceae; Cupriavidus. 

58 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
quence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
cyclales; Rhodocyclaceae; Azoarcus. 

70 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 


al sequence 2505486 25069 


49 Alkalispirillum mobile Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 

658878 Bacteria_16S 2531782 2531713 1 70 gi|219857356|ref|NR_024944.1| Cupriavidus pauculus 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

658878 Bacteria_16S 2575553 2575484 1 70 gi|219857284|ref|NR_024915.1| Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
658878 Bacteria_16S 2618694 2618625 1 70 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

658878 Bacteria_16S 2646238 2646169 1 70 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
658878 Bacteria_16S 2649243 26491741 70 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

658878 Bacteria_16S 2652277 2652208 1 70 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

658878 Bacteria_16S 2653763 2653694 1 70 gi|219857222|ref|NR_024850.1| Azoarcus communis 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

658878 Bacteria_16S 2674746 2674677 1 70 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 


Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

658878 Bacteria_16S 2718158 2718093 5 70 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

658878 Bacteria_16S 2748048 2747987 5 66 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al1-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

658878 Bacteria_16S 2752484 2752384 8 VLD gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

658878 Bacteria_16S 2818818 2818718 8 111 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

658878 Bacteria_16S 2821805 2821705 8 111 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 


Planomonospora parontospora subsp. 


antibiotica Bacteria; Actinobacteria; 


Actinobacteridae; 


Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 

658878 Bacteria_16S 2835522 2835453 1 70 gi|219856900|ref|NR_024721.1| Burkholderia 
kururiensis strain KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
658878 Bacteria_16S 2849282 28492175 70 gi|219856891|ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
658878 Bacteria_16S 2867869 2867804 5 70 gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

658878 Bacteria_16S 3074448 3074379 1 70 gi|219846872|ref|NR_026464.1| Ferribacterium 


limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 


658878 Bacteria_16S 


strain DSM 12081 
Proteobacteria; 


Bacteria; 


strain DSM 43678 


strain Feox-1 16S 
Proteobacteria; 


658878 Bacteria_16S 3366982 3366882 8 111 gi|219846672|ref|NR_026264.1 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 336795 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Streptosporangiaceae; Streptosporangium. 

658878 Bacteria_16S 3369978 3369878 8 111 gi|219846670|ref|NR_026262.1 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 337094 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptospora 
Streptosporangiaceae; Streptosporangium. 

658878 Bacteria_16S 3371477 3371377 8 111 gi|219846669|ref|NR_026261.1 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangium. 

658878 Bacteria_16S 3431672 3431603 1 70 gi|219846623|ref|NR_026215.1 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 343257 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

658878 Bacteria_16S 3433121 3433052 1 70 gi|219846621|ref|NR_026213.1 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Coryne 


Bacteria; Actinob 
Corynebacterium. 


658878 Bacteria_16S 


glomerans strain 
glomerans PW2 Bac 


Coriobacteriaceae; 
658878 Bacteria_16S 


strain Anox B 16S 


3113575 3113518 1 
16S ribosomal RNA, 


58 gi 
complete sequence 


Betaproteobacteria; Rhodocyclales; Rhodoc 
658878 Bacteria_16S 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequ 
riegelii Bacteria; 
Corynebacteriaceae; Corynebacterium. 
658878 Bacteria_16S 
lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 
Proteob 
658878 Bacteria_16S 
agaricidamnosum s 
agaricidamnosum B 
Janthinobacterium. 
658878 Bacteria_16S 


3119707 3119638 1 70 gi 


Actinobacteria; Actinobacteridae; Ac 


3221162 3221097 5 70 gi 
acteria; Betaproteobacteria; Burkholde 
3222681 3222616 5 70 gi 
train Wlr3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobac 


3249858 3249758 8 111 


gi 
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70 
complete sequence 


gi 


ribosomal RNA, partial sequence 


219846846 


219846842 
tinomyceta 
219846773 


oh 
219846772 

sequence 

te 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
658878 Bacteria_16S 


Strept 
219846741 
3268876 32703 
Betaproteobacteria; Burkholderiales; Lept 


3589120 35906 


31130 
yclaceae; 


ence 


ales; Ox 


ria; 


osporang 


othrix. 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 

3496693 3496632 8 69 gi|219846578|ref|NR_026170.1 

DSM 20642 16S ribosomal RNA, partial sequence 3496207 349764 

teria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriob 
Coriobacterium. 

3589627 3589562 5 70 gi|219846516|ref|NR_026108.1 


ref 
39 3114569 Azoarc 


ref 
les; 


ref 
51 3222119 Janthi 
alob 
ref 


Burkhol 


ref 
29 Nonomuraea salmonea Bacteria; 
ineae; porangiaceae; Nonomuraea. 
ref 
96 Leptothrix mobilis Bacteria; 


NR_026438.1 
Azoarcus. 

NR_026434.1 
119211 312059 
Corynebacte 


3 


NR_026365.1 


acteraceae; 

NR_026364.1 
3222170 322363 
deriales; Ox 


NR_026346.1 


Streptos 
NR_026333.1 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 

Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Nonomuraea salmonea 


Leptothrix mobilis 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Coriobacterium 
1 Coriobacterium 


acterineae; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 

658878 Bacteria_16S 3736160 3736060 8 111 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
658878 Bacteria_16S 3737619 3737519 8 111 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 3738577 Nonomuraea recticatena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
658878 Bacteria_16S 3739083 3738983 8 LAT gi|219846408|ref|NR_025999.1]| Nonomuraea polychroma 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 3740040 Nonomuraea polychroma Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
658878 Bacteria_16S 3743476 3743376 8 PL. gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea 
strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
658878 Bacteria_16S 3744941 3744841 8 111 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 
strain 104 16S ribosomal RNA, partial sequence 3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
658878 Bacteria_16S 3746402 3746302 8 xe te | gi|219846403|ref|NR_025994.1| Nonomuraea angiospora 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
658878 Bacteria_16S 3747863 3747763 8 111 gi|219846402|ref|NR_025993.1| Nonomuraea africana 
strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 3748820 Nonomuraea africana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
658878 Bacteria_16S 3853774 3853709 5 70 gi|219846326|ref|NR_025916.1| Leptothrix discophora 


strain SS-1 16S r 


ibosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


3853246 3854730 Leptothrix discophora Bacteria; 


658878 Bacteria_16S 
strain ATH 2.2.1 
Proteobacteria; 

658878 Bacteria_16S 
strain IAM 12670 
Proteobacteria; 

658878 Bacteria_16S 
strain 20-5 16S r 


3961338 3961273 5 


3973197 39731325 


4023716 4023647 1 


658878 Bacteria_16S 
strain ATCC 15466 
Proteobacteria; 
658878 Bacteria_16S 


4037486 40374215 


4059983 4059918 5 


violaceinigra strain YIM 31327 16S ribosomal RNA, parti 


violaceinigra Bacteria; 
658878 Bacteria_16S 

strain LMG 5906 1 
Proteobacteria; 
658878 Bacteria_16S 


Proteobacteria; 
4194177 41941125 


524610 524554 1 


ciconiae strain BS13 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


658878 Bacteria_16S 1109769 1109705 1 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial 
Coriobacteridae; 


aerofaciens Bacteria; Actinobacteria; 
Coriobacteriaceae; Collinsella. 
658878 Bacteria_16S 1170341 1170234 1 


70 


16S ribosomal RNA, partial sequence 3960828 39622 
Betaproteobacteria; Burkholderiales; Rubrivivax. 


70 


16S ribosomal RNA, partial sequence 3972687 39741 
Betaproteobacteria; Burkholderiales; Ox 


70 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


70 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Thiomonas. 


70 


Betaproteobacteria; 


70 


6S ribosomal RNA, partial sequence 4193672 41950 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


57 


65 


111 


DSM 43833 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermobispora. 


658878 Bacteria_16S 1566451 1566370 11 


94 


strain LB37 16S ribosomal RNA, partial sequence 


Fusobacteria; Fusobacteriales; 


658878 Bacteria_16S 1567986 1567905 11 


Fusobacteriaceae; 


94 


strain LB23 16S ribosomal RNA, partial sequence 


Fusobacteria; Fusobacteriales; 


658878 Bacteria_16S 1709814 1709758 1 


atypicum strain R2070 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
658878 Bacteria_16S 
variabile strain 
variabile Bacteri 
Corynebacteriaceae; Corynebacterium. 

658878 Bacteria_16S 2626312 2626256 1 


2030692 2030636 1 


bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; 
658878 Bacteria_16S 
thomssenii strain DSM 


Tessaracoccus. 
2655169 2655113 1 


Corynebacteriaceae; Corynebacterium. 
658878 Bacteria_16S 3200124 3200068 1 


kroppenstedtii strain CCUG 35717 16S ribosomal RNA, parti 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacterid 


Corynebacteriaceae; Corynebacterium. 
658878 Bacteria_16S 3207551 3207495 1 


sundsvallense strain CCUG 36622 16S ribosomal RNA, part 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
658878 Bacteria_16S 3215047 3214991 1 
imitans strain 20 


Corynebacterium. 
658878 Bacteria_16S 


3571367 35713111 


strain 234/92 16S ribosomal RNA, partial sequence 
Bifidobacteriales; 


Actinobacteria; Actinobacteridae; 
658878 Bacteria_16S 
subsp. 
subsp. 
Streptosporangiaceae; Microbispora. 

658878 Bacteria_16S 3742014 37419115 


3734704 3734597 1 


Fusobacteriaceae; 


57 


57 


DSM 20132 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


57 


57 


44276 16S ribosomal RNA, partial 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; 


57 


57 


57 


23 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


57 


111 


aerata strain P132 16S ribosomal RNA, partial sequence 
aerata Bacteria; Actinobacteria; Actinobacteridae; 


111 


strain T/457 16S ribosomal RNA, partial sequence 


gi| 219846251 


gi|219846243 


gi| 219846207 
4023267 40246 


219846198 
40370 


gi 


219846180 
al sequenc 


gi 


gi|219846079 


265678702 
52414 
Cory 


gi 


265678302 
sequence 


gi 


gi|228719618 
1169826 11712 
Pseu 


gi| 219846058 

1565947 15674 
Leptotrichia. 

gi| 219846057 

1567482 15689 
Leptotrichia. 

gi|219878401 
17093 
Cory 


gi|219878175 


gi| 219857247 
Actinomy 
219857221 


sequence 
Actinomyce 


gi 


219846788 
al seque 


gi 


219846783 
ial sequen 
Actinom 


gi 


219846777 
32145 
Cory 


gi 


gi|219846528 
3570843 35723 
Turicella. 

gi|219846411 


alobactera 


ococcineae; 


Burkh 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
1 


ref 


ref 


ref 


ref 


ref 
ales 
ref 
ceta 
ref 
tale 
ref 
nce 
ae; 
ref 
ycet 
ref 
neba 


ref 


ref 


gi| 219846406 


e 4059499 40609 
olderiales; 


6 525550 Coryn 


nebacterineae; 


109258 11107 
Coriobacterial 


94 Thermobispora 
donocardineae; 


31 Leptotrichia 


67 Leptotrichia 


12 1710793 Coryne 


nebacterineae; 


2030195 20316 


2625807 26272 


2654667 26561 


ce 3207052 32085 


49 3216020 Coryne 


3734241 37356 
Actinomycet 


NR_025841.1 


NR_025833.1 


Duganella. 
NR_025797.1 


NR_025788.1 


NR_025770.1 
3 
Oxa 
NR_025669.1 


Kerstersia. 
NR_029007.1 


NR_028604.1 
2 


es; Coriobac 


NR_027583.1 
P 


NR_025648.1 


NR_025647.1 


NR_025540.1 
c 


NR_025314.1 
3 
; Corynebact 


NR_024877.1 
7 
les; Propion 


NR_024849.1 
3 
s; Corynebac 
NR_026380.1 

319961 
Actinomyceta 


NR_026375.1 
1 
ales; Coryne 
NR_026369.1 


cterineae; C 


NR_026120.1 


NR_026002.1 
5 


ales; Strept 


ref 


lobacteraceae; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 
ceae; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Thiomonas intermedia 


01 4038390 Thiomonas intermedia Bacteria; 


Duganella 
7 Duganella 
Duganella. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Corynebacterium 


ebacterium ciconiae 
Corynebacteriaceae; 


Collinsella 
0 Collinsella 
terineae; 


Thermobispora bispora 
bispora DSM 43833 


seudonocardiaceae; 


Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Corynebacterium 
8 Corynebacterium 
terineae; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Microbispora rosea 
5 Microbispora rosea 
osporangineae; 


NR_025997.1 


Microtetraspora fusca 


3741557 3742969 Microtetraspora fusca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 
658878 Bacteria_ 


hominis strain 65 
Proteob 


Bacteria; 
658878 Bacteria_ 


ureafaciens strai 
Bacteria; Actinob 


Arthrobacter. 
658878 Bacteria_ 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


658878 Bacteria_ 


aquilae strain S- 
Bacteria; Actinob 


Corynebacterium. 
658878 Bacteria_ 


valvarum strain M 
Proteob 
658878 Bacteria_16S 
halophilum strain 
Bacteria; Actinob 


Bacteria; 


Microbacterium. 


658878 Bacteria_16S 


ferrooxidans DSM 


DSM 10331 Bacteri 
Acidimicrobiaceae 
658878 Bacteria_16S 
strain IBS G15036 
Bacteria; Actinob 


Corynebacterium. 


658878 Bacteria_16S 
phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 
658878 Bacteria_16S 


strain ATCC 43910 


Bacteria; Actinob 


Mycobacterium. 


658878 Bacteria_16S 
stercoraria strai 
stercoraria Bacte 
658878 Bacteria_16S 


strain F 628 16S 


strain ATCC 51131 


Bacteria; Actinob 


Mycobacterium. 


658878 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


658878 Bacteria_16S 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


658878 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


658878 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


658878 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


658878 Bacteria_16S 


strain DSM 20127 
Actinobacteria; A 


16S 3828194 3828118 1 77 


gi 


16S 134058 133995 8 eh 


gi 


16S 428100 428021 1 80 gi 


e; Corynebacterium. 


16S 552165 552094 1 72 


gi 


16S 754219 754152 5 72 


gi 


1112802 1112696 8 111 gi 
76 16S ribosomal RNA, partial sequenc 


1360966 1360860 1 

10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 
1489788 14897215 71 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


111 gi 


v 


2968308 2968197 1 111 


gi 
eria; Actinobacteria; Actinobacteridae 
eae; Microlunatus. 
3636510 3636399 1 111 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


3887572 3887503 1 70 gi 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteri 
297118 297048 1 71 gi 
ribosomal RNA, partial sequence 


333730 333660 1 71 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


377219 377149 1 

complete sequence 
Actinomycetales; Micrococcineae; Micr 
713874 713816 1 59 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


71 gi 


1377678 1377608 1 71 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1424270 1424216 1 55 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1438213 1438159 1 55 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1501674 1501604 1 7i gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


Rhod 
gi 


658878 Bacteria_16S 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 


73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 


n NC 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 


acteria; Actinobacteridae; Actinomycet 


complete sequ 


in NM-1 16S ribosomal RNA, partial seq 


296587 29794 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
658878 Bacteria_16S 


1423741 14252 


1437684 14391 


ococcineae 


Streptosporangineae; 


219846344 


cteriales; 
265678973 

ce 

ales; 


265678769 
sequence 


, 


265678684 
e 
ales; 


265678543 


cteriales; 
265678300 
e 

ales; 


228719712 


219846947 
14892 
ales; 
219846945 
uence 


, 


219846481 
36360 


ales; 


219846304 


a; 
265678862 


nebacterin 
265678838 

33324 
ales; Cory 


265678803 


376697 378215 Agromyces 


obacteriac 
265678573 
ce 71335 
ales; Cory 


228717562 
ce 13771 
nadales; 


224581442 


ocyclaceae 
224581429 


ocyclaceae 
219846604 
15011 


1507704 1507635 1 70 gi 


38276 


13354 
Micr 


Actinomy 


55170 
Cory 


ence 75371 


11123 
Micr 


ence 13604 


idimicrobi 


Cory 


Actinomy 


Cory 


partial se 
Neisser 


Alter 


Streptosporangiaceae; 


Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Arthrobacter 

bacter ureafaciens 
ococcaceae; 


ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_029281.1 
6 135015 Arthro 
ococcineae; Micr 


ref|NR_029074.1 
427586 429077 
cetales; Coryneb 


Corynebacterium 
Corynebacterium 
acterineae; 


ref |NR_028989.1 
3 553077 Coryne 
nebacterineae; C 


Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


Acidimicrobium 
microbium ferrooxidans 
obineae; 


ref|NR_027584.1 
61 1361925 Acidi: 
ales; Acidimicr 


, 


ref|NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Microlunatus 
7 Microlunatus 
ibacterineae; 


ref |NR_026537.1 
2967820 296928 
cetales; Propion 


ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Vitreoscilla 

4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


ref 
quen 


NR_025894. 
ce 388702 
iales; Neisseria 
ref |NR_029168.1 
9 Mycobacterium 
eae; Mycobacteri 
ref |NR_029143.1 
5 334704 Mycoba 
nebacterineae; M 


ref|NR_029108.1 
ulmi Bacter 
eae; Agromyces. 
ref|NR_028878.1 
9 714869 Mycoba 


nebacterineae; M 


Agromyces ulmi strain 
ia; Actinobacteria; 


Mycobacterium 
cterium botniense 
ycobacteriaceae; 


ref|NR_027564.1 
67 1378635 Teredi 
omonadales g 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 


219846303 


; Thauera. 

ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 

; Thauera. 

ref|NR_026196.1| Sinomonas atrocyanea 
62 1502633 Sinomonas atrocyanea Bacteria; 
; Micrococcaceae; Sinomonas. 
ref|NR_025893.1| Neisseria elongata 


1507158 1508633 Neisseria 


elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Neisseria. 
658878 Bacteria_ 
strain DSM 44222 


658878 Bacteria_ 


16S 1728028 1727958 1 OL gil|2 


16S 1910372 1910310 8 70 gi 


ne 


19878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


bacterin 
219878256 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacter 
ref|NR_025395.1 


i 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Actinomyces 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; Actinomyces. 

658878 Bacteria_16S 2052395 2052325 1 
elephantis strain 
elephantis Bacter 


Mycobacteriaceae; Mycobacterium. 


ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 


DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


ia 
e; 


1 sequence 1909867 191128 
Actinomycetales; Actino 
71 219878157 
sequence 

Actinomyce 


gi ref|NR_025296.1 
2051875 205339 


tales; Corynebac 


2 Actinomyces 
mycineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


658878 Bacteria_ 
strain 47Lol 16S 
Proteobacteria; 

658878 Bacteria_ 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


658878 Bacteria_ 


aquiterrae strain 
Bacteria; Actinob 


Nocardioides. 


658878 Bacteria_16S 


ruthenica strain 
Bacteria; 


strain 3CB-1 16S 
Proteobacteria; 


Proteobacteria; 


658878 Bacteria_16S 
mechernichensis s 
mechernichensis B 
658878 Bacteria_16S 
matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 
658878 Bacteria_16S 
pilosum strain AT 


pilosum Bacteria; 


Corynebacteriacea 
658878 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; 


hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 


658878 Bacteria_16S 
ganghwensis strai 


ganghwensis Bacte 


658878 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; 


conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; 


658878 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


658878 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


B 


Proteob 
Pseudoalteromonas 
658878 Bacteria_16S 


B 
658878 Bacteria_16S 
strain AX39 16S r 
B 


B 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


16S 2069105 2069051 1 55 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
3059611 3059557 1 55 
ibosomal RNA, partial sequence 


Rhod 
gi 


Oc 


219878144 
2068593 20 


2497830 24993 


219846882 
3059104 30605 


700 


yclaceae 


658878 Bacteria_16S 


398 16S ribosomal 


RNA, partial sequence 


ref |NR_025283.1 


~ Th 
ref 


auera. 
NR_026474.1 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
16S 2079870 2079812 1 59 gi|219878136|ref|NR_025275.1| Propionimicrobium 
in DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionimicrobium. 
16S 2099644 2099574 1 71 gi|219878122|ref|NR_025261.1| Nocardioides 
GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
2271310 2271240 1 71 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
2498345 2498291 1 55 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


173054 174520 Vibrio fischeri Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

3061152 3061098 1 55 gi| 219846881 |ref|NR_026473.1| Thauera 
train TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
acteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

3430301 3430247 1 55 gi|219846624|ref|NR_026216.1| Corynebacterium 
n CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

3434475 3434409 5 TL gi|219846620|ref|NR_026212.1| Corynebacterium 

CC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

3522450 3522396 1 55 gi|219846561|ref|NR_026153.1| Thauera aromatica 
6S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

3608005 3607935 1 71 gi|219846500|ref|NR_026092.1| Mycobacterium 
ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

4195650 4195584 5 71 gi|219846078|ref|NR_025668.1| Zooshikella 
n JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 

41329 41260 1 70 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
65 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

107983 107914 1 70 gi|265678990|ref|NR_029298.1| Mycobacterium 

3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

170593 170524 1 70 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
osomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172103 172034 1 70 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
ibosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173611 173542 1 70 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 


Proteobacteria; 


658878 Bacteria_16S 176605 176536 1 70 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
658878 Bacteria_16S 234729 234664 5 70 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
658878 Bacteria_16S 236365 236300 5 70 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
658878 Bacteria_16S 241082 241017 5 70 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 
658878 Bacteria_16S 256212 256147 5 70 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
658878 Bacteria_16S 400219 400150 1 70 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
asymbiotica subsp. australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 
Photorhabdus asymbiotica subsp. australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
658878 Bacteria_16S 467906 467841 5 70 gi| 265678739 |ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


658878 Bacteria_16S 486339 486270 1 70 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

658878 Bacteria_16S 530731 530662 1 70 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 


strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 


658878 Bacteria_16S 588416 588351 5 70 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

658878 Bacteria_16S 712315 712246 1 70 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
658878 Bacteria_16S 769482 769413 1 70 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

658878 Bacteria_16S 895832 895767 5 70 gi| 265678447 |ref|NR_028749.1| Pandoraea apista 


strain LMG 16407 16S ribosomal RNA, partial sequence 895318 896802 Pandoraea apista Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 


658878 Bacteria_16S 950069 950000 1 70 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

658878 Bacteria_16S 965487 965418 1 70 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 


subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 


658878 Bacteria_16S 1037323 1037254 1 70 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

658878 Bacteria_16S 1099132 1099032 8 111 gi|265678310|ref|NR_028612.1| Acrocarpospora 


macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 
658878 Bacteria_16S 1108250 1108150 8 af | gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 
658878 Bacteria_16S 1135461 1135392 1 70 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
658878 Bacteria_16S 1140079 1140014 5 70 gi|253680763|ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 
658878 Bacteria_16S 1355037 1354968 1 70 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 
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658878 Bacteria_16S 2302946 2302877 1 70 gi 
lutaoensis strain T5054 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
658878 Bacteria_16S 2304496 2304427 1 70 gi| 219857526 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 23054 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
658878 Bacteria_16S 2330227 23301625 70 gi|219857509 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 23312 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
658878 Bacteria_16S 2384760 2384695 5 70 gi| 219857470 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 23857 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
658878 Bacteria_16S 2386284 2386219 5 70 gi| 219857469 
caledonica strain LMG 19076 16S ribosomal RNA, partial sequence 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkhold 
658878 Bacteria_16S 2546362 2546293 1 70 gi| 219857346 
strain ATCC 19624 16S ribosomal RNA, partial sequence 25458 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
658878 Bacteria_16S 2614018 2613949 1 70 gi| 219857256 
strain CVL 16S ribosomal RNA, partial sequence 2613469 26150 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfov 
658878 Bacteria_16S 2644696 2644627 1 70 gi| 219857228 
intermedia strain S1 16S ribosomal RNA, partial sequence 26441 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Co: 
658878 Bacteria_16S 2692647 2692547 8 111 gi| 219857193 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangiaceae; Planotetraspora. 
658878 Bacteria_16S 2743767 2743698 1 gi| 219857158 
strain T7 16S ribosomal RNA, partial sequence 2743252 27447 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
658878 Bacteria_16S 2750990 2750890 8 111 gi|219857152 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptosporangiaceae; Microtetraspora. 

658878 Bacteria_16S 2838480 2838411 1 70 gi| 219856898 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
658878 Bacteria_16S 2840039 2839970 1 70 gi| 219856897 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
658878 Bacteria_16S 2847725 2847656 1 70 gi| 219856892 
strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 28487 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
658878 Bacteria_16S 2861701 2861632 1 70 gi| 219856883 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteri Burkhol 
658878 Bacteria_16S 2863233 2863168 5 70 gi| 219856882 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 
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658878 Bacteria_16S 2932026 2931957 1 70 gi| 219856835 
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strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 32523 
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deriaceae; Burkholderia. 
Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Vibrio tubiashii 


3557298 3558733 Vibrio tubiashii Bacteria; 


658878 Bacteria_ 


strain 717 16S ri 


16S 3560850 3560781 1 70 


bosomal RNA, partial sequence 


gi 


219846535 
3560299 35617 


ref|NR_026127.1| Vibrio orientalis 
64 Vibrio orientalis Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

658878 Bacteria_16S 3562371 3562302 1 70 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
658878 Bacteria_16S 3563856 3563787 1 70 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 


Gammaproteobacter 
658878 Bacteria _1 


strain ATCC 35799 


ia; Vibrionales; Vibrionaceae; Vibrio. 
6S 3625765 3625696 1 70 gi 
16S ribosomal RNA, complete sequence 


219846488 


36252 


ref|NR_026080.1 
68 3626729 Mycoba 


Mycobacterium szulgai 
cterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

658878 Bacteria_16S 3648746 3648677 1 70 gi|219846472|ref|NR_026064.1| Methylocaldum 
szegediense strain OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

658878 Bacteria_16S 3650285 3650216 1 70 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

658878 Bacteria_16S 3664103 3664034 1 70 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

658878 Bacteria_16S 3740547 3740447 8 sata gi|219846407|ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

658878 Bacteria_16S 3794609 3794540 1 70 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

658878 Bacteria_16S 3855296 3855239 1 58 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

658878 Bacteria_16S 3901278 3901178 8 Hoa gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

658878 Bacteria_16S 3962845 3962776 1 70 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

658878 Bacteria_16S 4056944 4056875 1 70 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
658878 Bacteria_16S 4062995 4062926 1 70 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

658878 Bacteria_16S 4084368 4084299 1 70 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
658878 Bacteria_16S 4233457 4233388 1 70 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
658878 Bacteria_16S 391016 390960 1 57 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

658878 Bacteria_16S 789491 789435 1 57 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 


strain J72 16S ri 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


658878 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


658878 Bacteria_16S 


denitrificans str 
denitrificans Bac 


658878 Bacteria_16S 


bosomal RNA, partial sequence 
ne 
3493777 34937211 57 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3890647 3890578 1 


se 
Ac 


70 gi 


a; Neisseriales; Neisseriaceae; Kingella 
3971700 3971644 1 57 gi 
ain AS-Pl 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
389410 389347 8 71 gi 


ri 


789013 79048 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
658878 Bacteria_16S 


bac 


219846580 
quence 
tinomyce 


219846301 
3890099 3891585 Kinge 


219846244 
equence 


a; 


265678795 


terin 


Burkh 


6 Gordonia sinesedis Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_026172.1| Thermocrispum 
3493260 3494588 Thermocrispum 
tales; Pseudonocardineae; 


ref 
lla 


Kingella oralis strain 
ria; Proteobacteria; 


NR_025891.1 
oralis Bacte 


ref|NR_025834.1 
3971185 397263 
olderiales; Comamonadaceae; Brachymonas. 


Brachymonas 
6 Brachymonas 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonospora 


ceae; Myceligenerans. 


ref|NR_029100.1| Myceligenerans 
388894 390431 Myceligenerans 


658878 Bacteria_16S 568906 568847 1 60 

strain R9242 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
658878 Bacteria_16S 1126428 1126357 1 72 gi 
wolinii strain DB 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
Syntrophobacter. 
658878 Bacteria_16S 
thermacidophilum 


gi 


1330537 1330486 1 52 gi 
subsp. porcinum strain P3-14 16S ribos 


265678673 


568394 56988 


nomycineae 
253680772 

11259 

obacterale 


219846082 
omal RNA, 


ref 


* Ac 
ref 
s; S 


ref 


1 Actinobaculum 


86 1127376 Syntr 


comp 


NR_028978.1 


tinomycetace 
NR_028020.1 
° 
yntrophobact 
NR_025672.1 
lete sequenc 


Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 
Syntrophobacter 
phobacter wolinii 
eraceae; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
658878 Bacteria_16S 1457827 1457768 1 60 gi 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, parti 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 
658878 Bacteria_16S 1950116 1950005 1 111 gi 
spinosispora strain LM 141 16S ribosomal RNA, partial s 
spinosispora Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Pseudonocardia. 
658878 Bacteria_16S 2688191 2688112 1 
strain IFM 10088 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
658878 Bacteria_16S 2985128 2985049 1 80 gi 
strain 10.268-1 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
658878 Bacteria_16S 3651826 3651763 1 64 gi 
strain LK6 16S ribosomal RNA, complete sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 
658878 Bacteria_16S 121909 121839 1 71 gi 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
658878 Bacteria_16S 152145 152083 8 70 gi 
propionicum strain X2 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
658878 Bacteria_16S 215081 215023 1 59 gi 
strain 1 H 9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
658878 Bacteria_16S 489449 489391 8 66 gi 
strain QH3A7 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
658878 Bacteria_16S 545981 545911 5 75 gi 
strain CIP 105566 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
658878 Bacteria_16S 547472 547402 1 71 gi 
mariniglutinosa strain KMM 3635 16S ribosomal RNA, part 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteoba 
Pseudoalteromonas 
658878 Bacteria_16S 577903 577837 5 71 gi 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
658878 Bacteria_16S 662651 662581 5 75 gi 
strain 279-56 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
cloacae complex. 
658878 Bacteria_16S 791079 791021 1 
strain Pull 5.3 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
658878 Bacteria_16S 1009860 1009802 1 59 gi 
strain OK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; S 
658878 Bacteria_16S 1111315 11112571 59 gi 
strain DB21MT-5 1 
Proteobacteria; Gammaproteobacteria; Alteromonadales; M 
658878 Bacteria_16S 1152160 11520901 71 gi 
strain JT7304 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
658878 Bacteria_16S 1342806 1342748 1 59 gi 
DSM 9799 16S ribo 
Proteobacteria; Gammaproteobacteria; Alteromonadales; F 


80 gi 


59 gi 


224581414 
al sequenc 
Actinomyce 


219878228 
equence 
Actinomy 


’ 


219857197 


16S ribosomal RNA, partial sequence 2687699 26891 


nebacterin 
219846933 


6S ribosomal RNA, partial sequence 2984634 29861 


nebacterin 
219846470 


3651286 36527 


ethylococc 
265678981 
ce 12137 
obacterale 
265678961 
ce 15161 
idiaceae; 

265678919 


214535 21600 


Halomonad 
265678725 


488917 49045 


ococcineae 
265678688 

54547 
Enterobac 
265678687 
ial sequen 
cteria; Al 


265678667 
ence 57740 
irillales; 
265678607 


662137 66364 


Enterobac 


265678518 


complete sequence 790537 79204 


sychromona 
265678371 


1009316 10108 


hewanellac 
265678301 


6S ribosomal RNA, partial sequence 1110771 11122 


oritellace 
253680755 


1151622 11530 


sychromona 
228721107 


somal RNA, partial sequence 1342254 1343799 Ferri 


errimonada 


658878 Bacteria_16S 1403063 1402993 1 71 gi 
ulvae strain UL12 16S ribosomal RNA, partial sequence 


Pseudoalteromonas. 


219857444 


ref 
tale 

ref 
ceta 

ref 


eae; 
ref 


eae; 
ref 
ref 


s; S 
ref 


Clos 
ref 


acea 
ref 


7 JO 
ref 


teri 
ref 


tero. 
ref 


Tha 
ref 


teri 
ref 


dace 
ref 


eae; 
ref 


ae; 
ref 


dace 
ref 
mona 


ref 


e 1457334 14587 


1949601 19511 


76 Methylocaldum 
acea 


3. 122854 Desul 


7 153137 Clost 


5 546925 Enter 


ce 546976 54845 


5 578770 Thala 


7 Enterobacter 


3  Psychromonas 


67 Psychromonas 


ceae; 


NR_027195.1 
1 
s; Actinomyc 
NR_025367.1 
1 
n 


les; Pseudo 


NR_024825.1 


Nocardiacea 
NR_026525.1 


Nocardiacea 
NR_026062.1 


e; Methyloca 
NR_029289.1 
£ 
yntrophobact 
NR_029269.1 
xr 
tridium. 
NR_029227.1 


e; Halomonas 
NR_029030.1 


nesiaceae; J 
NR_028993.1 
° 
aceae; Enter 
NR_028992.1 
8 
monadales; P 
NR_028972.1 
s 
lassolituus 
NR_028912.1 


aceae; Enter 


NR_028821.1 


ae; Psychrom 
NR_028673.1 


Shewanella 
NR_028602.1 


Moritella. 
NR_028003.1 


ae; Psychrom 
NR_027602.1 
s balearica 
; Ferrimona 


Ss. 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Pseudonocardia 
2 Pseudonocardia 


ocardineae; 


Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 

Clostridium 
idium propionicum 


Halomonas elongata 


2 Halomonas elongata Bacteria; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 

Enterobacter kobei 

bacter kobei Bacteria; 

obacter. 
Pseudoalteromonas 
Pseudoalteromonas 

seudoalteromonadaceae; 


Thalassolituus 
solituus oleivorans 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Psychromonas arctica 


arctica Bacteria; 


onas. 
Shewanella algae 


53 Shewanella algae Bacteria; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Psychromonas kaikoae 


kaikoae Bacteria; 


onas. 
Ferrimonas balearica 
DSM 9799 Bacteria; 


NR_025032.1 


Pseudoalteromonas 


1402605 1403959 Pseudoalteromonas ulvae 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGC 
CTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAG 
GTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTCCCTGGGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTCGCGAAGTCGCGAGGCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGA 
TTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTCNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATCCTTCTACGGACAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAAT 
ACATGCAAGTCGAGCGCTTGGGGAGTTCCTTCGGGAATCCCCGGGAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGTAAGACCGGGATAACTACCGG 
AAACGGTAGCTAAGACCGGATACGTGGCCTTCTCGCATGACAGGATCAACAAACACGGGGTAACCTGTGGCTTACAGATGGGCCTGCGGCGCATTAGCTAGTTGG 
TGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCGCGGAGAGT 
AACTGCTCTGCGAATGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGCGCGCGCAGGCGGCCGCTTAAGTTCTGGTGTTTAAGCCCGGGGCTCAACCCCGTTCGCACTGGAAACTGGGCGGCTTGAGTGCAGGATAGGAAAGCGGAA 
TTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAAGCGGCTTTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTACACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTAAACACAATAAGCACTCCGCCTG 
GGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCCTCTGAATATCCTAGAGATAGGGTAGGCTTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGAACTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGAATGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTAGTACAATGGCCGGTACAACGGGAAGCGAAGTCGCGAGATGGAGCCAATCCTAAGAAAGCCGGTCTCAGTTCGGA 
TTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACAC 
CACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGATTGGGGTGAAGTGGTAACAAGGTAGCCGTACCG 
GAAGGTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCATGGCTCAGAATGAACGCTGGCGGCAGGCCTAACACATG 
CAAGTCGGACGGTAACAGGGGAGCTTGCTCTCGCTGACGAGTGGCGGACGGGTGAGTAATGCATGGGAATCTGCCCTTTGGTTGGGGATACCGTATGGAAACGTA 
CGTTAATACCGAATGAGATCTACGGATGAAAGGTGGCCTCTACTTGTAAGCTATCGCCAAGGGATGAGCCCATGTTAGATTAGCTAGTTGGTGAGGTAATGGCTC 
ACCAAGGCGACGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAA 
TGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAGCACTTTTAGTGAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTG 
TGACGTTACTCACAGAAAAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGCGTAG 
GCGGATTGTTAAGTCAGTTGTGAAAGCCCTGGGCTCAACCTAGGAATGGCGATTGAAACTGGCAGTCTAGAGTTTAGTAGAGGGAAGGGGAATTTCTGGAGTAGC 
AGTGAAATGCGTAGATATCAGAAGGAACATCAGTGGCGAAGGCGCCTTCCTGGACTAAAACTGACGCTGAGGTGCGAAARCGTGGGGAGCAAACGGGATTAGATA 
CCCCGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGTCTTATTAAAAAGATTAGTARCGCACTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGC 
AAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCACAGA 
ACTTTCTAGAGATAGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTATCATTAGTTGCTACCATTTAGTTGAGAACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTATG 
GGATGGGCTACACACGTGCTACAATGGTCGGTACAAACAGTTGCGNNGCCGCGAGGTGGTGCTAATCTGAAAAAACCGATCGTAGTCCGGNTTGGAGTCTGCAAC 
TCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATATTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCTAACGCGGGAGCTTGCTCCTGGCGACG 
AGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTGGTGGGGGACAACTGGGGAAACTCGAGCTAATACCGCATACGCCTACGGGGGAAAGCGGGGGATC 
TTCGGACCTCGCGCCATCAGATGAGCCTGCGTCCGATTAGCTTGTTGGTAGGGTAACGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCNATGCCGCGTGTGTGAAGAAGG 
CCTGCGGGTTGTAAAGCACTTTCAGTAGGGAAGAAAAGCCTGGCGCCAATAACGCCGGGTCTTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCCTTGTAAGTCGGATGTGAAAGCCCCGGGCTTAACCTGG 
GAATTGCATCCGATACTGCAGGGCTAGAGTTTGGTAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGC 
GACTCTCTGGACCAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAGCCGTTGGG 
AGGATTATGTCCTCYTAGTGGCGCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGCCCTTGACATCCTCGGAACTTGTCAGAGATGACTTGGTGCCTTCGGGAACCGAGTGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCACTTCGGGTGGGAACTCT 
AGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGG 
TCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAGCTGGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCGGATCA 
GCATTGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGCACCAGAAGTGGATAGTCTAACCTTCGGGAGGACGTTT 
CACCACGGTGTGGTCAATGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGCTGGCGGCATGCTTAACACATGCAAGTCGA 
ACGGCAGCATAGTCTAGCTTGCTAGACTGATGGCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTAAAGAGTGGGACAACTTGGGGAAACTCAAGCT 
AATACCGCATAAGCTCTGAGGAGTAAAGCTGGGGACCTTCGGGCCTGGCGCTTTAAGATTAGCCTGCGTCCGATTAGCTAGTTGGTAGGGTAAGGGCCTACCAAG 
GCGACGATCGGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGG 
CAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAGTGGATATTAGGTTAAGAGCTAGATATTCGGACG 
TTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGT 
TTGATAAGTTAGCTGTGAAATTCCTGGGCTTAACCTAGGGTGGTCAGCTAAGACTGTTAGACTTGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGA 
AATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCTGTAAACGATGTCAACTAGCTGTTGGTCATATGAATGTGATTAGTGGCGCAGCAAACGCGGTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAATC 
TTTCTAGAGATAGAGGAGTGCCGAAAGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAA 
CCCTTATTCTTAGTTGCCAGCGCGTAGTGGCGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACG 
GGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAGGGGCGACCTGGAGCAAATCCTTGAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAAC 
TCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GCACCAGAAGTAGATAGTCTAACCTTCGGGAGGACTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAG 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATTCAGAGGTCGGAAATCGACTTCCGACTTCTGATCCCTGGATAGCGGCGGACGGGTGAGTAAC 
GCGTGGGCAACCTACCCTTAAGACTGGGATAACACCTCGAAAGGGGTGCTAATACTGGATAAGCTCCTTGTAGGGCATCCTATGGGGAGGGAAGGTAGCGGAAGC 
TACCGCTTAAGGATGGGCCCGCGTCCCATCAGCTAGTTGGTAGGGTAACGGCCTACCAAGGTGACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGG 
TCGTAAAGCTCGATACTGTGGGAAGAATAGATGACGATACCACACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTC 
CGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCACTTAAGTCAGGTGTAAAAAACCCGGGCTCAACCCGGGGGATGCACATGAAACTGGGTGGCTAGAGGGCA 
GGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCTCTGGACTGACCCTGACGCTGAGGCGCG 


658878 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


658878 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


658878 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


658878 Bacteria_16S 


strain vc 5 16S r 


1430496 1430438 1 59 gi 
ammaproteobacteria; Pasteurellales; Pa 
1659412 1659354 1 59 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1757111 1757041 1 “pl gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1845204 1845142 8 70 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


658878 Bacteria_16S 


1904532 1904462 1 71 


gi 


limnaeus strain A26 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


658878 Bacteria_16S 


strain 95Al1 16S r 
Proteobacteria; G 


658878 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


658878 Bacteria_16S 


strain MCS 25 16S 


acteria; Gammaproteobacteria; Chromati 
1962198 1962140 1 59 gi 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
1997535 1997465 5 75 gi 


ammaproteobacteria; Enterobacteriales; 
2017323 2017261 8 70 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


658878 Bacteria_16S 


strain MCS 18 16S 


2018795 2018733 8 70 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


658878 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


658878 Bacteria_16S 


strain H-8 16S ri 


2020267 2020205 8 70 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


2154103 2154041 8 70 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


658878 Bacteria_16S 


strain DM12 16S r 


psychrolactophilu 
psychrolactophilu 


2334826 2334764 8 70 
ibosomal RNA, partial sequence 


gi 


2454823 2454765 8 66 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


Micrococcaceae; Arthrobacter. 


658878 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


658878 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


658878 Bacteria_16S 
train Z-7935 16S ribosomal RNA, partia 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


658878 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


658878 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


658878 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


658878 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


658878 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


658878 Bacteria_16S 


2762995 2762925 5 75 gi 
acteria; Gammaproteobacteria; Enteroba 
3116653 3116595 1 59 gi 


ia; Proteobacteria; Gammaproteobacteri 


3243972 3243902 1 71 


gi 


acteria; 
ro. 


Proteobacteria; Deltaproteoba 
3386739 3386681 1 59 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3422893 3422823 1 71 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
3622719 3622650 1 70 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
; Mycobacteriaceae; Mycobacterium; Myc 

3837094 3837036 1 59 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3970269 3970207 8 70 gi 

WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3597 3540 1 58 gi 


star-1 16S ribosomal RNA, partial seq 


st 


on 


sy 


YP 


al 


st 


16S ribosomal RNA, partial sequence 1997016 19 


E 


2016867 20 


YP 


YP 


s 
ct 


Ac 


ho 


s 
er 


ct 
ue 


a; 


ay 
ct 


H 
ia 


er 


pa 
A 
ob 


H 


224581435 
16S ribosomal RNA, partial sequence 1429972 14314 


219878435 
1658880 16603 


219878367 
1756574 17580 


219878305 
1844748 18461 


219878260 
219878220 
1961654 19631 


219878197 
219878184 
219878183 


2018337 20 


219878182 


219857632 
2153652 21550 


219857505 
2334350 23357 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


658878 Bacteria_16S 219857415 


219857142 
16S ribosomal RNA, partial sequence 2762542 27639 


219846844 


219846758 


219846658 


219846629 


219846490 


219846337 
3836584 38380 


eurellac 


aceae; G 


chromona 


homonada 


19040 


es; Chro 


eurellac 


985 


nterobac 


182 
homonada 
197 


homonada 


equence 
eria; Rh 


etobacte 


dobacter 


equence 
idae; Ac 


eriales; 
nce 


Alterom 


sequence 
eria; De 


33862 
alomonad 
1 sequen 


ia; Alte 


rtial se 
ctinobac 
acterium 


alomonad 


en 
te 


strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


219846245 


265679061 


ce 39698 
rales; R 


ref|NR_027217.1 
eae; Phocoenobac 
ref|NR_025574.1 
83 Grimontia hol 
rimontia. 
ref|NR_025506.1 
69 Psychromonas 
daceae; Psychro 
ref|NR_025444.1 
ceae; Maricaulis 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025359.1 


Pasteurell 
NR_025336.1 


eae; 
ref 


teri 
ref 


aceae; Prote 
NR_025323.1 


’ 


NR_025322.1 


ceae 
ref 
ceae; Maricaulis 
ref |NR_025321.1 
2019809 202123 
odobacterales; H 
ref|NR_025221.1 
race 
ref 


ae; Rubritep 
NR_025093.1 


aceae; Paracoccu 
ref|NR_025003.1 
2454319 245573 
tinomycetales; 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref |NR_026436.1 

3116131 311762 
onadales; Psychr 


ref|NR_026350.1 
3243444 324494 
sulfovibrionales 


ref |NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref 
quen 
teri 
avi 
ref 


NR_026082.1 
ce 362222 
dae; Actinom 
um complex ( 
NR_025927.1 


aceae; Halomona 
ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 


4533 


ref |NR_029369.1 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Grimontia hollisae 


lisae Bacteria; 


Psychromonas profunda 


profunda Bacteria; 
monas. 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
a. 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
Maricaulis. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


s. 
Arthrobacter 
2 Arthrobacter 


Micrococcineae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Psychromonas 

9 Psychromonas 

omonadaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


v 


Halomonas eurihalina 

nas eurihalina Bacteria; 
Pseudoalteromonas 

0 Pseudoalteromonas 

udoalteromonadaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 
ycetales; 

MAC). 
Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
s. 


Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Legionella erythra 


Legionella erythra Bacteria; 


658878 Bacteria_ 


16S 9442 9385 1 


58 gi 


tunicata strain D2 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas. 


658878 Bacteria_ 


methylpentosum strain R2 16S ribosomal RNA, partial sequence 

methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; 
658878 Bacteria_16S 
antarctica strain NF3 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


16S 24792 24723 a 


82019 81962 1 


Pseudoalteromonas. 


658878 Bacteria_16S 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 


658878 Bacteria_16S 


espejiana strain 
Bacteria; 


Proteobacteria; 


strain OY 0-002 1 
Proteobacteria; 


Proteobacteria; 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


658878 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


anticariensis str 
anticariensis Bac 
Halomonas. 


658878 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


defluvii strain B 
Bacteria; Proteob 


strain BSB 41.8 1 
Proteobacteria; B 


Enterobacteriales 


658878 Bacteria_16S 
- kayaii strain 1121 16S ribosomal RNA, 
Proteobacteria; 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


658878 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


40M4T 16S ribosom 
Gammaproteobacter 


Proteob 
Pseudoalteromonas. 
658878 Bacteria_16S 
1721-77 16S ribos 
Gammaproteobacter 
658878 Bacteria_16S 
strain Fowl 16S r 
G 


G 


95808 95739 1 


127911 127854 1 


167589 167524 5 


169117 169060 1 


175119 175062 1 


205779 205710 1 

Proteobacteria; 
222705 222648 1 
248802 248737 5 
Bacteria; 


307726 307661 5 
S ribosomal RNA, 


369692 369635 1 
teria; 


Proteobacteria; 


491044 490987 1 


498709 498644 5 


500261 500196 5 


516946 516881 5 


; Enterobacteriaceae; 
518512 518447 5 


- kayaii Bacteria; 
e; Photorhabdus. 

615751 615694 1 
bosomal RNA, 


644728 644671 1 
al RNA, complete sequence 


strain NVI 88/441 
Proteobacteria; G 


709226 709169 
16S ribosomal RNA, 
ammaproteobacteria; 


1 


omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
658878 Bacteria_16S 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
658878 Bacteria_16S 


Proteobacteria; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
658878 Bacteria_16S 
SB 9.5 16S ribosomal RNA, partial sequence 49817 
acteria; Betaproteobacteria; Burkholderiales; 
658878 Bacteria_16S 


complete sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
658878 Bacteria_16S 


70 gi 


58 gi 


70 


gi 


53 gi 


261 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; 


70 gi 


167046 168502 Vibrio mimicus Bacteria; 


58 gi 


16 


58 gi 


6S ribosomal RNA, partial sequence 174571 17599 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
658878 Bacteria_16S 
equigenitalis str 
equigenitalis Bacteria; 
658878 Bacteria_16S 

strain 40 16S rib 
G 


70 gi 


ain N480/82 16S ribosomal RNA, partial 
Betaproteobacteria; 


58 gi 


22 


70 gi 


strain Sgly2 16S ribosomal RNA, partial sequenc 
Betaproteobacteria; 


70 gi 


complete sequence 307188 30872 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
658878 Bacteria_16S 


58 gi 


ain FP35 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


58 gi 


49 


70 gi 


70 gi 


6S ribosomal RNA, partial sequence 499730 50125 
etaproteobacteria; Burkholderiales; Comamonadace 
658878 Bacteria_16S 
luminescens subsp. 


70 gi 


thracensis strain 39-8 16S ribosomal 
Photorhabdus luminescens 


70 gi 


58 gi 


58 gi 


644174 645732 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
658878 Bacteria_16S 


58 gi 


partial sequence 
Vibrionales; Vibrionaceae; Aliivibrio. 


Gammaproteoba 


615203 61674 


265679057 
8961 


265679047 


265679009 


265678999 


265678977 
12740 


265678951 


265678950 
8553 16998 
265678946 
265678926 


sequence 


265678914 
2148 22363 


265678896 


265678855 


265678808 


Ocea 
265678724 
0502 49197 


265678719 
Co: 
265678718 


265678707 
RNA, comp 


265678706 
complete 


265678641 
Vv 


265678621 


265678576 


P 


Cc 


81499 
P 


Desulfovibrionales; 


P 


Burkholderiales; Alc 


Neiss 


ref|NR_029365.1 
10291 


ref |NR_029355.1 
24277 25711 

lostridiaceae; 

ref |NR_029317.1 
83011 


ref |NR_029307.1 
95265 96764 


ref |NR_029285.1 


ref |NR_029259.1 


ref |NR_029258.1 


ref |NR_029254.1 


ref|NR_029234.1 
205252 206750 


ref|NR_029222.1 


ref|NR_029204.1 
e 248268 249768 
eriales; Nei 
ref|NR_029161.1 
Comamonas. 
NR_029113.1 
369170 370614 
nospirillales; H 
ref|NR_029029.1 
Halomonas 
ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy 
ref|NR_029023.1 


ae; 
ref 
lete 


Hydrogenopha 
NR_029012.1 
sequence 


ref|NR_029011.1 
sequence 517982 
cteria; Enteroba 


ref|NR_028946.1 


ibrio. 
ref |NR_028926.1 
o lentus Bacteri 


ref 


Cc 


De 


Pseudoalteromonas 


Pseudoalteromonas tunicata 
seudoalteromonadaceae; 


Clostridium 

Clostridium 
lostridium. 

Pseudoalteromonas 


Pseudoalteromonas antarctica 
seudoalteromonadaceae; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Pseudoalteromonas 


9 128819 Pseudoalteromonas espejiana 
seudoalteromonadaceae; 


Vibrio mimicus strain 
Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 
Vibrio. 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 
Vibrio 


Taylorella 
Taylorella 


aligenaceae; Taylorella. 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 
Vibrio. 


Microvirgula 
Microvirgula 
sseriaceae; 


Comamonas testosteroni 


3  Comamonas testosteroni Bacteria; 


Halomonas 
Halomonas 
alomonadaceae; 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 
Halomonadaceae; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Photorhabdus 
516416 517931 


subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Vibrio lentus strain 
a; Proteobacteria; 


Aliivibrio wodanis 


NR_028881.1 


708668 710188 Aliivibrio wodanis Bacteria; 


658878 Bacteria_ 


strain B43 16S ri 
G 


Proteobacteria; 
658878 Bacteria_ 


strain XINach 16S 
G 


Proteobacteria; 
658878 Bacteria_ 


luminescens subsp. 
Photorhabdus luminescens subsp. 
Enterobacteriales 


658878 Bacteria_ 


luminescens subsp 
Photorhabdus luminescens subsp. 
Enterobacteriales 


658878 Bacteria_ 


denitrificans str 
denitrificans Bac 


Thioalkalivibrio. 
658878 Bacteria_ 
strain Greoux 11 
Bacteria; 
658878 Bacteria_ 
elyakovii strain 


elyakovii Bacteri 
Pseudoalteromonas 


658878 Bacteria_ 


strain IMI 359870 
B 


Proteobacteria; 
658878 Bacteria_ 


strain 2 16S ribo 
B 


Proteobacteria; 
658878 Bacteria_ 


pseudoflava strai 
Proteob 


Bacteria; 
658878 Bacteria_ 


taeniospiralis st 
taeniospiralis Ba 


Hydrogenophaga. 


658878 Bacteria_16S 
strain PHL 16S ri 
B 
658878 Bacteria_16S 


Proteobacteria; 


strain 146 16S ri 
B 
658878 Bacteria_16S 
psychrophila stra 
psychrophila Bact 


Proteobacteria; 


Simplicispira. 


658878 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; 


Proteobacteria; 
Proteobacteria; 
strain DO 14784 1 


Proteobacteria; 


peptidolytica Bac 
Pseudoalteromonas 


658878 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


Proteob 


B 
658878 Bacteria_16S 
strain 4A 16S rib 
G 
658878 Bacteria_16S 
strain I-75 16S r 
G 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


16S 716975 716910 5 70 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 721618 721553 5 70 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 723204 723139 5 70 gi 
laumondii strain TTO1 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 
16S 724787 724722 5 70 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


716437 71796 


721087 72261 


265678570 


Enterobac 
265678567 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


ref|NR_028875.1 
8 Enterobacter 
teriaceae; Ente 
ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Phot 
ref |NR_028870.1 
al sequence 


ref 
ial 


NR_028869.1 
sequence 


Enterobacter pyrinus 


pyrinus Bacteria; 
xr 


obacter. 
Photorhabdus temperata 


temperata Bacteria; 
° 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


16S 902078 902013 5 70 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 

ain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 

teria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 

16S 903590 903533 1 58 gi|265678442|ref|NR_028744.1| Legionella gresilensis 

D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 

acteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

16S 937613 937556 1 58 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 

KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 

a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

16S 942252 942187 5 70 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 

etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

16S 943815 943750 5 70 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 

somal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 

etaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

16S 945378 945313 5 70 gi|265678415|ref|NR_028717.1| Hydrogenophaga 

n GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 

acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

16S 946938 946873 5 70 gi|265678414|ref|NR_028716.1| Hydrogenophaga 

rain 2Kl1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 

cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

948504 948439 5 70 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
bosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

951624 951559 5 70 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
bosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

953175 953110 5 70 gi|265678410|ref|NR_028712.1| Simplicispira 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

954735 954670 5 70 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
6S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

967071 967014 1 58 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
osomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

990035 989970 5 70 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 
ibosomal RNA, partial sequence 989496 991017 Citrobacter sedlakii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

991606 991541 5 70 gi| 265678383 |ref|NR_028685.1| Citrobacter rodentium 
6S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

1005374 1005317 1 58 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 

peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
teria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

1118844 1118779 5 70 gi|228716249|ref|NR_027549.1| Escherichia fergusonii 
bosomal RNA, partial sequence 1118333 1119805 Escherichia fergusonii ATCC 35469 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

1153577 1153520 1 58 gi|253680754|ref|NR_028002.1| Photobacterium indicum 


658878 Bacteria_16S 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
658878 Bacteria_16S 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 


onaceae; P 


1197651 1197586 5 70 gi 


hotobacterium. 


228715504 


25 Photobacterium indicum Bacteria; 


ref |NR_027534.1 


Ramlibacter 


1197131 1198567 Ramlibacter tataouinensis 


TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 


658878 Bacteria_16S 


1257906 1257849 1 


58 


strain A431 16S ribosomal RNA, partial sequence 


658878 Bacteria_16S 


ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 
Proteobacteria; 


ganghwensis Bacteria; 
658878 Bacteria_16S 


hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 
hydrocarbonoclasticus Bacteria; 


Marinobacter. 
658878 Bacteria_16S 


metallidurans strain CH34 16S ribosomal RNA, 
metallidurans CH34 Bacteria; 


Cupriavidus. 
658878 Bacteria_16S 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


fumaroxidans MPOB 
Syntrophobacteraceae; 
658878 Bacteria_16S 

strain L1-82 16S 
Bacteria; Firmicutes; 
658878 Bacteria_16S 

strain M2000/95/1 
Bacteria; 
658878 Bacteria_16S 
strain SK-1T 16S 


658878 Bacteria_16S 


Bacteria; 


Clostridia; 


1277366 1277309 1 


1292427 12923625 


1338166 1338105 9 


1347450 1347381 1 


1383624 1383536 5 


1442855 1442798 1 


1459283 14592185 


1512182 15121251 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 
Syntrophobacter. 


58 


70 


70 


70 


96 


ribosomal RNA, partial sequence 
Clostridiales; 


58 


70 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


58 


strain 8025 16S ribosomal RNA, partial sequence 


658878 Bacteria_16S 


strain Albert 19982 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


658878 Bacteria_16S 
strain 888-76 16S 


658878 Bacteria_16S 


CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


658878 Bacteria_16S 


strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


658878 Bacteria_16S 


agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


agarivorans Bacteria; 
Pseudoalteromonas. 
658878 Bacteria_16S 
strain : 


658878 Bacteria_16S 


R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


658878 Bacteria_16S 


Proteobacteria; 


1667088 1667023 5 


1671693 16716285 


1699128 1699071 1 


1725087 1725022 5 


1753981 1753924 1 


1784107 1784050 1 


1791670 1791613 1 


1793144 1793087 1 


70 


70 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


58 


70 


58 


58 


58 


58 


LMG 19999 16S ribosomal RNA, partial sequence 


658878 Bacteria_16S 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
stellipolaris Bacteria; 


Alteromonas. 
658878 Bacteria_16S 


1860262 1860205 1 


Proteobacteria; 


1875514 1875457 1 


58 


Gammaproteobacteria; Alte 


58 


strain HK85 16S ribosomal RNA, partial sequence 


658878 Bacteria_16S 
strain CCUG 41709 


658878 Bacteria_16S 


nitrativorans strain 23310 16S ribosomal RNA, partial s 
nitrativorans Bacteria; 


658878 Bacteria_16S 


1907386 1907317 1 


1936307 1936242 5 


Proteobacteria; 


1954620 1954551 1 


70 


70 


Betaproteobacteria; 


70 


gi 


1257400 12588 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


gi 


gi 


gi 


partial sequence 
Betaproteobacteria; 


gi 


gi 


1383100 13845 
Lachnospiraceae; 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


gi 


1458766 14602 


gi 


1511717 15130 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


gi 


gi 


1671187 16725 


gi 


gi 


gi 


gi 


LMG 20969 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


1791138 1792572 Vibri 


gi 


1792623 17941 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


gi 


gi 


1874987 18764 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


gi 


gi 


219856813 


219846127 


Gammaproteobacteria; Alteromonadales; 


228716433 


Gammaproteobacteria; 


228721484 


228720860 


228716944 


224581426 
14423 

Pa 

224581413 


Enterobac 
219878127 


219878430 
16665 
Enterobac 
219878427 


Enterobac 


219878408 


219878391 


219878370 
Altero 


219878347 

17835 
Halomonad 

219878341 


219878340 


onaceae; V 
219878294 
sequenc 


219878284 


219878258 
19068 


219878237 
equence 
Burkh 
219878225 


ref|NR_024632.1 


ref|NR_025717.1 
1276861 127826 
ref|NR_027551.1 
129190 


ref|NR_027607.1 
1337638 133913 
Burkholderiales; 


ref|NR_027598.1 
1346912 134839 


ref|NR_027557.1 
Roseburia. 
ref|NR_027207.1 


steurellaceae; 
ref|NR_027194.1 


teriaceae; 
ref |NR_025266.1 


eae; 
ref|NR_025569.1 
teriaceae; 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025547.1 
© pomeroyi Bacte 
ref|NR_025530.1 
ae; Comamonas. 
ref|NR_025509.1 

1753455 175495 
monadales; 


ref|NR_025486.1 
87 1785079 Halomo 
aceae; 
ref |NR_025480.1 
o chagasii Bacte 
ref|NR_025479.1 
ibrio. 
ref |NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref |NR_025423.1 
eae; Haemophilus 
ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025376.1 

1935800 193729 
olderiales; Coma 


ref|NR_025364.1 


Colwelliaceae; 


Alteromonadales; 


Halomonas. 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 
Vibrio. 


Thalassomonas 
8 Thalassomonas 
Thalassomonas. 
Marinobacter 
4 1293412 Marinobacter 
Alteromonadaceae; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Syntrophobacter 
7 Syntrophobacter 


Syntrophobacterales; 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Actinobacillus scotiae 


29 1443825 Actinobacillus scotiae 
Actinobacillus. 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 
Xenorhabdus. 


Histophilus somni 


77 Histophilus somni Bacteria; 
Histophilus. 


Escherichia albertii 


70 1668063 Escherichia albertii Bacteria; 
Escherichia. 


Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Halomonas muralis 
nas muralis Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Actinomyces 


urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


658878 Bacteria_16S 
strain DSM 5000 1 
Proteobacteria; G 
658878 Bacteria_16S 
DSM 5563 16S ribo 
Gammaproteobacteria; Enterobacteriales; 
658878 Bacteria_16S 2101186 2101129 1 
strain SW-47 16S ribosomal RNA, 
Proteobacteria; Gammapro 
658878 Bacteria_16S 2116411 21163465 
elongatus strain DSM 681 
elongatus Bacteria; Prot 
Microbulbifer. 
658878 Bacteria_16S 2137584 2137519 5 
salipaludis strain SM-1 
Bacteria; Proteobacteria; 
658878 Bacteria_16S 2178443 2178378 5 
henchirensis strain TMB8 
henchirensis Bacteria; Proteobacteria; 
658878 Bacteria_16S 2187553 2187496 1 
strain K9951 16S 
Proteobacteria; G 
658878 Bacteria_16S 
issachenkonii str 
issachenkonii Bacteria; 
Pseudoalteromonas. 
658878 Bacteria_16S 
strain LRC 5382 1 
Firmicutes; Clost 
658878 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 
658878 Bacteria_16S 
strain KCTC 12005 
Proteobacteria; B 
658878 Bacteria_16S 2337670 2337601 1 
strain BG29 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 
658878 Bacteria_16S 2352819 2352754 5 
denitrificans strain 123 16S ribosomal 
denitrificans Bacteria; Proteobacteria; 
658878 Bacteria_16S 2355934 2355865 1 
dechloracetivoran 
dechloracetivorans Bacteria; 
Desulfovibrionaceae; Desulfovibrio. 
658878 Bacteria_16S 2363587 2363530 1 
strain ATCC49733 
Proteobacteria; G 
658878 Bacteria_16S 
strain YKJ-16 16S 
Proteobacteria; G 
658878 Bacteria_16S 
inopinatus strain HHQ 20 16S ribosomal 
inopinatus Bacter 
Desulfovibrio. 
658878 Bacteria_16S 
paradoxus strain 
Bacteria; Proteob 
658878 Bacteria_16S 
maricaloris strain KMM636 16S ribosomal 
maricaloris Bacteria; Proteobacteria; 
Pseudoalteromonas. 
658878 Bacteria_16S 


1988268 1988203 5 


1999074 1999009 5 


2272782 22727251 
Proteobacteria; 
2289507 2289427 8 


ridia; Clostridiales; 
2290978 2290921 1 


eria; Proteobacteria; 


2315136 23150715 


2390863 2390806 1 


2415343 2415278 5 


2441088 2441031 1 


2447172 2447115 1 


2501442 2501385 1 


strain 2074-AUS-E 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Leg 


658878 Bacteria_16S 2543245 25431805 


palleronii strain CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria 


658878 Bacteria_16S 2544802 25447375 


partial sequence 
teobacteria; Alteromonadales; Alt 
219857657 
0 16S ribosomal RNA, partial se 
eobacteria; Gammaproteobacteria 


16S ribosomal RNA, partial sequ 
Gammaproteobacteria; Alteromo 
34 16S ribosomal RNA, partial s 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 


ain KMM 3549 16S ribosomal RNA, partia 


in NCIMB2033 16S ribosomal RNA, partia 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 


s strain SF3 16S ribosomal RNA, partia 
Proteobacteria; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


ia; Proteobacteria; Deltaproteobacteri 


ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 


70 gi 
E 
70 gi 
Enterobacteriac 

58 gi 


ea 


70 gi 


qu 


a 
70 gi 
en 
na 
70 gi 
eq 
Betaproteobacteria 
58 gi 


ionellaceae; Legionella. 
58 gi|219857551|ref|NR_025139.1 
1 sequence 2272329 2271371 
Gammaproteobacteria; Alteromonadales; Pse 
91 gi|219857539|ref|NR_025127.1 


6S ribosomal RNA, partial sequence 2288984 22904 


Lachnospiraceae; Lachnobacterium. 
58 gi|219857538|ref|NR_025126.1 
1 sequence 2290487 229196 
Gammaproteobacteria; Alteromonadales; Pseu 
70 gi|219857519|ref|NR_025107.1 
2314634 2316097 Comamo 
mamonadaceae; Comamonas. 
70 gi|219857503|ref|NR_025091.1 
sequence 2337153 23386 
Heliobacteriaceae; Heliobacterium. 
70 gi|219857492|ref|NR_025080.1 
RNA, partial sequence 2352316 235375 
Betaproteobacteria; Burkholderiales; Coma 
70 gi|219857490|ref|NR_025078.1 
1 sequence 2355381 235691 
Deltaproteobacteria; Desulfovibriona 
58 gi| 219857485 |ref|NR_025073.1 


16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pa 


st 


58 gi 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 
ammaproteobacteria; Enterobacteriales; 
219878196 
somal RNA, partial sequence 1998561 2000045 Pragi 


219878121 
2100672 21021 


219857643 


219857614 


219857607 
2187032 21885 


219857466 
2390343 23918 


ref|NR_025342.1 
teri 
ref 
a fo 
a. 

ref 


nterobac aceae; Tatu 
NR_025335.1 
ntium Bacter 
e; Pragi 
NR_025260.1 
eromonadaceae; Alteromon 
ref|NR_025246.1 

2115900 211739 


nadales; Altero 


ence 
Alteromo 


ref |NR_025232.1 
ce 2137073 2138564 Micro 
dales; Alteromonadaceae; 
ref|NR_025203.1 

2177978 217937 
lderiales; Coma 
ref|NR_025196.1 


uence 
Burkho 


’ 


eurellaceae. 


ref|NR_025054.1 


Halomonadaceae; Halomonas 
70 gi|219857450|ref|NR_025038.1 
RNA, partial sequence 2414827 241631 
a; Desulfovibrionales; Des 
58 gi|219857426|ref|NR_025014.1 
ce 2440572 2442029 Thioal 
ales; Ectothiorhodospirace 
58 gi|219857421|ref|NR_025009.1 
RNA, partial sequence 2446675 244812 
Gammaproteobacteria; Alteromonadales; Pseud 
58 gi|219857381|ref|NR_024969.1 
2500908 2502354 Legion 

ionellaceae; Legionella. 
70 gi| 219857348 |ref|NR_024936.1 
sequence 2542716 254422 
; Burkholderiales; Comamon 
70 gi| 219857347 |ref|NR_024935.1 


b 


monadaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
mella. 


Pragia fontium strain 
ia; Proteobacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Microbulbifer 
0 Microbulbifer 


monadaceae; 


Microbulbifer 
ulbifer salipaludis 
Microbulbifer. 
Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Legionella busanensis 


07 Legionella busanensis Bacteria; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Comamonas koreensis 
nas koreensis Bacteria; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Desulfovibrio 
7 Desulfovibrio 
les; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Legionella waltersii 
ella waltersii Bacteria; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 


Acidovorax facilis 


strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


658878 Bacteria_16S 2636939 2636874 5 70 gi|219857233|ref|NR_024861.1| Citrobacter farmeri 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 2636413 2637923 Citrobacter farmeri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

658878 Bacteria_16S 2638523 2638466 1 58 gi|219857232|ref|NR_024860.1| Actinobacillus 
succinogenes strain 130Z 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Actinobacillus. 

658878 Bacteria_16S 2670114 2670057 8 65 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

658878 Bacteria_16S 2749465 2749400 5 70 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

658878 Bacteria_16S 2758596 2758531 5 70 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

658878 Bacteria_16S 2764511 2764446 5 70 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella ictaluri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

658878 Bacteria_16S 2766027 2765962 5 70 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

658878 Bacteria_16S 2892530 2892473 1 58 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

658878 Bacteria_16S 2930517 2930452 5 70 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

658878 Bacteria_16S 2951721 2951656 5 70 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

658878 Bacteria_16S 2953219 29531545 70 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

658878 Bacteria_16S 2966791 2966726 5 70 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

658878 Bacteria_16S 2989710 2989653 1 58 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 


strain 087-AZ-H 1 
Proteobacteria; G 


658878 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


658878 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


658878 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


658878 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


658878 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


658878 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


658878 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


658878 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


ammaproteobacteria; Legionellales; Leg 
3014022 3013957 5 70 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3078983 3078922 5 66 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3080559 3080498 5 66 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3082135 3082074 5 66 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


3095621 3095564 1 58 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3149689 3149632 1 58 gi 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3270972 3270907 5 70 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3272510 3272445 5 70 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 


658878 Bacteria_16S 


6S ribosomal RNA, partial sequence 2989207 29906 


3013492 30150 


ionellacea 
219846914 


mamonadace 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 
equence 

eria; Desu 


219846858 
ence 30950 
dales; Suc 
219846822 
equence 

a; Chromat 
219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 


3319667 3319610 1 58 gi 


teri 


58 Legionella tucsonensis Bacteria; 
e; Legionella. 
ref|NR_026506.1| Acidovorax defluvii 
17 Acidovorax defluvii Bacteria; 

ae; Acidovorax. 
ref |NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref |NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref |NR_026459.1 
3 
s 


Desulfurella 

urella multipotens 
Desulfurella. 

Desulfurella 

urella propionica 
Desulfurella. 

Desulfurella 

4 Desulfurella 

ellales; Desulfurellaceae; 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref|NR_026414.1 
149167 315062 
iales; Chromatia 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
aceae; Shigella. 


Ruminobacter 

bacter amylophilus 
Ruminobacter. 
Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 


’ 


w 


219846706 


pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


ref|NR_026298.1] Halomonas 
3319157 3320633 Halomonas 


658878 Bacteria_ 


strain FB2 16S ri 
G 


Proteobacteria; 
658878 Bacteria_ 
marinum DSM 5261 
Proteobacteria; 


pfennigii strain 


pfennigii Bacteri 


Syntrophobacter. 


658878 Bacteria_16S 


strain NCTC 10951 


G 
658878 Bacteria_16S 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


16S 3353109 3353052 1 58 


bosomal RNA, partial sequence 
16S 


3388251 3388194 1 58 


3407934 3407865 1 70 


3412514 3412445 1 70 


3419931 34198741 58 


Pseudoalteromonas. 


658878 Bacteria_16S 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, parti 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacte 


Pseudoalteromonas. 


658878 Bacteria_16S 
rain ATCC 12662 16S ribosomal RNA, par 


carrageenovora st 


3421409 3421352 1 58 


ammaproteobacteria; Oceanospirillales; 


16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chro 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
658878 Bacteria_16S 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 


3424376 3424319 1 


58 


gi|219846682 
3352589 33540 
H 
gi| 219846653 
matiaceae; 
219846640 
equence 

; Syntroph 


, 


gi 


219846636 
34120 
nomycineae 
219846631 
ence 34194 
nadales; P 


gi 


gi 


219846630 
al sequenc 
ria; Alter 


gi 


219846628 
tial seque 


gi 


alomonad 


ref|NR_026274.1| Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
aceae; Halomonas 
ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 
ref|NR_026232.1] Syntrophobacter 
3407396 3408881 Syntrophobacter 
obacterales; Syntrophobacteraceae; 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Pseudoalteromonas 

alteromonas rubra 

aceae; 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


Pseudoalteromonas 
1 3425283 


ref 
nce 


NR_026220.1 
342386 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonad 


658878 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


658878 Bacteria_16S 
denticolens strai 
denticolens Bacte 


Actinomycetaceae; 


658878 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
658878 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; 


strain ATCC 15338 
Proteobacteria; 


strain ATCC 14048 
Proteobacteria; 


strain NS 16S rib 
Proteobacteria; 


strain ATCC 35912 
Bacteria; Proteob 


658878 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


658878 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


658878 Bacteria_16S 


strain IC079 16S 


Proteobacteria; G 


658878 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


658878 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


658878 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


658878 Bacteria_16S 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 


aceae; 


Pseudoalteromonas. 


Clost 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


3427335 3427278 1 58 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
3480002 3479933 1 70 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3481481 3481412 1 70 gi 
16S ribosomal RNA, partial sequence 
3525421 3525356 5 70 gi 
ridia; Clostridiales; Clostridiaceae; 
3559335 3559278 1 58 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3565336 3565279 1 58 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3566842 3566785 1 58 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3568348 3568291 1 58 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3588056 3587995 5 66 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3597281 3597212 1 70 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3661050 3660993 1 58 gi 
ribosomal RNA, partial sequence 


3667173 3667108 5 70 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
3668678 3668613 5 70 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670185 36701205 70 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


eq 


, 


1 


no 
6S ribosomal RNA, partial sequence 3524935 35264 
el 


on 


on 
3566301 35677 
on 
le 


nc 
el 


en 
sp 


3660516 36619 
ammaproteobacteria; Alteromonadales; Alt 


ct 


3668184 36696 


3669690 36711 


3671692 3671627 5 70 gi 


219846626 
uence 
Alteromo 


219846589 
sequence 
Actinomyc 


219846588 

34809 
mycineae 
219846559 


ostridiu 
219846536 
35587 
aceae; V 
219846532 
35647 
aceae; V 
219846531 


aceae; V 
219846530 
35678 
s; Vibri 
219846517 
e 35875 
lales; D 
219846509 
ce 35967 
iraceae; 
219846464 


eromonad 
219846459 
36666 
eriales; 
219846458 


Enterobac 
219846457 


Enterobac 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref|NR_026181.1 
3479494 348091 
etales; Actinomy 


ref|NR_026180.1 
66 3482380 Actino: 
; Actinomycetace 
ref|NR_026151.1 


m. 
ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref |NR_026123.1 


ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026056.1 


aceae; Glaciecol 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026049.1 


teri 
ref 


aceae; Erwin 
NR_026048.1 


teriaceae; Brenn 


219846456 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Actinomyces 
5 Actinomyces 
cineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Clostridium colinum 


07 Clostridium colinum Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Desulfurella 

urella acetivorans 
Desulfurella. 
Clostridium 

idium lentocellum 

m. 

Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 

Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 


ref|NR_026047.1 


Pectobacterium 


3671196 3672653 Pectobacterium wasabiae 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pectobacterium. 


658878 Bacteria_16S 
betavasculorum st 
betavasculorum Ba 


Pectobacterium. 


658878 Bacteria_16S 


strain 1846 16S 
Proteobacteria; 
Bacteria; 


strain P-172-71 1 
Proteobacteria; 


porcinus strain N 
Bacteria; Proteob 


658878 Bacteria_16S 


strain A089 16S r 
Proteobacteria; 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


658878 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


658878 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


658878 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


658878 Bacteria_16S 


lipolyticum strai 
Bacteria; Proteob 


658878 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 
Salinimonas. 


658878 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


658878 Bacteria_16S 


strain TF-22T 16S 
Proteobacteria; G 


658878 Bacteria_16S 


HDS1-1 16S riboso 
Gammaproteobacter 


658878 Bacteria_16S 


aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas 


658878 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


658878 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


658878 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Aestuariibacter. 


658878 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


G 
658878 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
Proteob 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


mal RNA, partial sequence 


eria; 


ia; 


3673201 36731365 70 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


3674706 3674641 5 70 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3692929 3692864 5 70 gi 


gi 


E 


acteria; Gammaproteobacteria; Methyloc 
3694460 3694403 1 58 gi 


oc 


ammaproteobacteria; Pasteurellales; Pa 
3695897 3695840 1 58 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3749387 3749330 1 58 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3776562 3776493 1 70 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 


st 
ce 
11 
on 


nc 
ob 


3823618 3823561 1 58 
strain 536 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


gi 
complete 
Gammaproteob 


s 
ac 


3889111 3889042 1 70 

ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3913425 39133605 70 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
4002568 4002511 1 58 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 
4005577 4005512 5 70 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


gi 


er 


E 


nc 
le 


s 
ri 


4019148 4019083 5 70 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ue 
a; 


4045004 4044947 1 58 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
4046535 4046478 1 58 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4052467 4052410 1 58 gi 
3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


gi 


ne 
na 


4103760 4103703 1 58 


gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4123596 4123539 1 58 gi 
in Gerl. 236/81 16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacte 


ti 
ri 


4128122 4128065 1 
JC2043 
ia; Pro 


58 gi 
16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 


ue 
a; 


412 
JC2042 
Pro 


9611 41295541 58 gi 
16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 


ue 
a; 


658878 Bacteria_16S 
strain G3-29 16S ribosomal 


219846455 
ti 
te 


219846454 
3674212 36756 


219846442 
219846441 
6S ribosomal RNA, partial sequence 3693916 36953 
219846439 
219846401 
3748871 37503 


219846379 


219846347 


219846302 
3888563 38900 


219846285 
3912908 39143 


219846223 


219846221 


219846210 


219846190 
4044490 40 


219846189 
4045996 4047515 Vi 


219846150 
4103238 4104753 Vi 


219846134 


219846131 
nce 


219846130 
nce 


ref 
nce 
erob 


NR_026046.1 
367270 
acteriales; 


al seque 
ria; Ent 


ref |NR_026045.1 


nterobacteriaceae; Panto 
ref|NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026032.1 


36924 
cales; M 


eurellaceae. 
ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; 


ref |NR_025992.1 


36953 
ales; Pa 


Vibrio. 
ref|NR_025970.1 
78 3777536 Thermo 


s; Syntrophobact 


aceae; 


e 37759 
acterale 


ref |NR_025938.1 
3823071 382454 
asteurellales; P 


equence 
teria; P 


ref |NR_025892.1 


seria. 
NR_025875.1 


Neis 
ref 


iaceae; 


nterobacteriaceae; Xenor 
ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025811.1 

4005071 400647 
omonadales; Alte 


40020 
Vibri 


e 
S; 


equence 
a; Alter 


ref|NR_025800.1 
nce 4018632 402012 
Alteromonadales; Altero 


ref|NR_025780.1 
459 
eromonadacea 
ref 


Oo ez 


e; Alteromon 
NR_025779.1 
bri urae Bacteri 
ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


ref 
io ga 


NR_025740.1 
llicus Bacte 


ref 
nce 
urel 


NR_025724.1 
412310 
Paste 


al se 
a; Pa 


que 
ste lales; 
21.1 
4 
° 


ref|NR_0257 
127615 41290 


romonadales; Alter 


rs 


Alte 


ref|NR_0257 
4129099 41305 
Alteromonadales; Alter 


20.1 
3 
fe) 


4186523 4186466 1 58 


RNA, partial sequence 


gi 


219846085 
4186000 4187486 Vibrio superstes Bacteria; 


Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 

Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Haemophilus 
7 Haemophilus 


asteurellaceae; 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Photobacterium 
acterium lipolyticum 
cterium. 

Salinimonas 

7 Salinimonas 
romonadaceae; 


Marinobacter 
7 Marinobacter 


monadaceae; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Volucribacter 
3 4124536 Volucribacter 


urellaceae; 


Aestuariibacter 
8 Aestuariibacter 


monadaceae; 


Aestuariibacter 
7 Aestuariibacter 


monadaceae; 


ref|NR_025675.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio superstes 


658878 Bacteria_16S 4213734 42136771 58 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

658878 Bacteria_16S 4215288 42152311 58 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

658878 Bacteria_16S 4234964 4234899 5 70 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

658878 Bacteria_16S 4245470 4245405 5 70 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

658878 Bacteria_16S 73249 73193 1 57 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

658878 Bacteria_16S 1832952 18328925 65 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

658878 Bacteria_16S 2277428 2277372 1 57 gi|219857548|ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
658878 Bacteria_16S 2283514 2283458 1 57 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter marinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 

658878 Bacteria_16S 3053513 30534615 57 gi| 219846886 |ref|NR_026478.1| Formivibrio citricus 
strain CreCitl 16S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 

658878 Bacteria_16S 3425853 3425797 1 57 gi|219846627|ref|NR_026219.1| Pseudoalteromonas 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 3426769 Pseudoalteromonas 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

658878 Bacteria_16S 4172778 4172706 1 73 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

658878 Bacteria_16S 4206115 4206059 1 57 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

658878 Bacteria_16S 335268 335221 5 52 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
658878 Bacteria_16S 336834 336787 5 52 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

658878 Bacteria_16S 338399 338352 5 52 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
658878 Bacteria_16S 442027 441980 5 52 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

658878 Bacteria_16S 889768 889705 8 71 gi|265678451|ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

658878 Bacteria_16S 1741788 17417215 72 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

658878 Bacteria_16S 1922610 1922547 7 70 gi|219878246|ref|NR_025385.1| Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

658878 Bacteria_16S 2122466 2122403 7 70 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

658878 Bacteria_16S 2324289 23242395 55 gi|219857513|ref|NR_025101.1| Corynebacterium casei 


strain LMG S-1926 


4 16S ribosomal RNA, partial sequence 


2323867 2325209 Corynebacterium casei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
658878 Bacteria_16S 
australiense stra 
australiense Bact 
Propionibacteriaceae; Propionibacterium. 
658878 Bacteria_16S 2445661 2445602 5 

strain CCUG 30811 
Bacteria; Proteob 
658878 Bacteria_16S 
strain 1066 16S r 


2358977 2358922 1 


3615581 3615502 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


658878 Bacteria_16S 
strain ROO1 16S r 
Proteobacteria; B 
658878 Bacteria_16S 
strain CTCBS1 16S 
Proteobacteria; G 
658878 Bacteria_16S 
ferrireducens str 
ferrireducens Bacteria; 
658878 Bacteria_16S 

strain Prevot 247 


3770485 3770422 7 


44327 44273 
ribosomal RNA, 


5 


92587 92525 8 
Deferribacteres; 


126446 126392 1 


658878 Bacteria_16S 
strain ATCC 15468 
Proteobacteria; G 
658878 Bacteria_16S 
strain Benl04 16S 


178109 178055 
16S ribosomal RNA, 
ammaproteobacteria; 


5 


251779 251717 8 


658878 Bacteria_16S 
kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 

658878 Bacteria_16S 
strain JW/AS-Y6 1 
Firmicutes; Clost 
658878 Bacteria_16S 


253254 253192 8 


257755 257685 1 
6S ribosomal RNA, 
ridia; 
271210 271148 8 


proteoclasticum strain B316 16S ribosomal RNA, complete 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clost 


658878 Bacteria_16S 332201 332131 1 


thermoautotrophica strain JW 701/3 16S ribosomal RNA, c 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Th 


Moorella group; Moorella. 

658878 Bacteria_16S 350386 350324 8 
strain B 16S ribo 
Alphaproteobacteria; 
658878 Bacteria_16S 
strain MB312 16S 


Rhodobacterales; 
351819 351757 8 


658878 Bacteria_16S 
strain LCl 16S ri 
Proteobacteria; G 
658878 Bacteria_16S 
strain E7107 16S 


418794 418740 5 


446602 446540 8 


ain PAL-1 16S ribosomal RNA, 


ibosomal RNA, partial sequence 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


complete sequence 
ammaproteobacteria; Oceanospirillales; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


Thermoanaerobacterales; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


ribosomal RNA, partial sequence 


in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


somal RNA, partial sequence 349928 351312 Parac 


446125 44760 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


658878 Bacteria_16S 477040 476978 8 
G1212 16S ribosomal RNA, partial sequenc 
Alphaproteobacteria; Rhodobacterales; 
658878 Bacteria_16S 481706 481652 1 
australiensis str 
australiensis Bac 
Quatrionicoccus. 
658878 Bacteria_16S 
ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 
658878 Bacteria_16S 


teria; Proteobacteria; 


561301 561239 8 


583889 583827 8 


70 
e 


gi 


476563 478023 Parac 


ain Ben 117 16S ribosomal RNA, partial 


ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


Acetobacte 
265678733 


occu 


race 
ref 


ae; Roseomon 
NR_029038.1 
s yeei Bacte 


Rhodobacteraceae; Paracoccus. 
55 gi|265678730|ref|NR_029035.1 
sequence 481171 482647 
Betaproteobacteria; Rhodocyclales; Rhodoc 
70 gi|265678678|ref|NR_028983.1 
sequence 560822 562307 
eria; Rhodospirillales; Ac 
70 gi| 265678663 |ref|NR_028968.1 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


56 gi|219857488|ref|NR_025076.1| Propionibacterium 
ial sequence 2358483 2359951 Propionibacterium 
; Actinomycetales; Propionibacterineae; 
64 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
2445148 2446624 Alishewanella fetalis 
nadales; Alteromonadaceae; Alishewanella. 

80 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 

3615060 3616515 Mycobacterium gadium Bacteria; 
nebacterineae; Mycobacteriaceae; Mycobacterium. 

70 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 

3769978 3771422 Ralstonia syzygii Bacteria; 
rkholderiaceae; Ralstonia. 

59 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 

43805 45323 Carnimonas nigrificans Bacteria; 

Halomonadaceae; Carnimonas. 

70 gi|265679001|ref|NR_029309.1| Geovibrio 

complete sequence 92051 93594  Geovibrio 

Deferribacterales; Deferribacteraceae; Geovibrio. 
55 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
125918 127358 Actinomyces meyeri Bacteria; 

nomycineae; Actinomycetaceae; Actinomyces. 

59 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Aeromonadales; Aeromonadaceae; Aeromonas. 

70 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 

251300 252726 Amaricoccus macauensis Bacteria; 
hodobacteraceae; Amaricoccus. 

70 gi| 265678893 |ref|NR_029201.1| Amaricoccus 

quence 252777 254201 Amaricoccus 
ia; Rhodobacterales; Rhodobacteraceae; 

vei gi|265678890|ref|NR_029198.1]| Moorella glycerini 

complete sequence 257219 258731 Moorella glycerini Bacteria; 
Thermoanaerobacteraceae; Moorella group; Moorella. 

70 gi| 265678879 |ref|NR_029185.1| Clostridium 

sequence 270671 272189 Clostridium 
ridiales; Lachnospiraceae; Butyrivibrio. 

71 gi| 265678839 |ref|NR_029144.1| Moorella 

omplete sequence 331642 333194 Moorella 
ermoanaerobacterales; Thermoanaerobacteraceae; 

70 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 

occus kocurii Bacteria; Proteobacteria; 
Rhodobacteraceae; Paracoccus. 
70 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
351363 352770 Rhodobium orientis Bacteria; 
biaceae; Rhodobium. 

59 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 

418286 419726 Halomonas boliviensis Bacteria; 
Halomonadaceae; Halomonas. 
70 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Paracoccus yeei strain 
ria; Proteobacteria; 


Quatrionicoccus 
Quatrionicoccus 
yclaceae; 


Roseomonas 
Roseomonas 
etobacteraceae; 


583422 584837 


Paracoccus 
Paracoccus 


AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGTGCCGTAGTTAACGCAAT 
AAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGCCGAAAGGTGAGCGACCCGGCACTCAAGTGGGCATGATAGAGAAGGTAGTAAGAGGGAGAATGAAGTGC 
CTACTTGAGTGCCGGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTTCTAGT 
TGCCATCGGGGAAAGCCGGGCACTCTAGAGGGACTGCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGCCCTGGGCCACACA 
CGTGCTACAATGGCCGGTACAGAGGGAGGCGAAGCCGCGAGGCGGAGCGGAACCCAAAAAGCCGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAG 
GCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCAACACCCGAAGCCGG 
TGACCCAACCCGGGAAGGGAGGGAGCGGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAAAGTTTTTCTTCGGAGAAACGAGTAGAGTGGCGCACGGGTGA 
GTAACGCGTAAGTTATCTACCCCTTCATCTGGAATAACTCACCGAAAGGTGTGCTAATACCGGATACGCTGGAAACAGGAAAGGTGGCCTCTTTTAAGCTACCGT 
GGAGGGATGAGCTTGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGGTTAGCGGGTCTGAGAGGATGATCCGCCACACTGGAACTGGA 
ACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGGATGATGAAGGCCTTTGGGTCGTAA 
AATCCTGTCAGATGGAAAGAAATGCACGGTGGTTAATACCCATCGTGTTTGACGGTACCATCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATA 
CGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTGTTTAAGTCAGATGTGAAAGTCCACGGCTCAACCGTGGAAGTGCATTTGA 
AACTGGACAGCTTGAGTACTGGAGGGGGTAGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACTACCTGGCCA 
GATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGGTGTTGGGATGGTTAATCATC 
TCATTGCCGTAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGG 
TTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCTTGACATCCCGAGAATCCTGTGGAAACACGGGAGTGCCTCTTTGAGGAATTCGGTGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCATTAGGTTGGGCACTCTAAAGAGACTGCC 
GGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGATCAGGGCTACACACGTACTACAATGGCATATACAGAGGGCAGCGACATCGC 
GAGGTGAAGCGAATCCCTAAACTATGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGGTTGTACCAGAAGCAGTTGAGCTAACCTTTTCGGAGGCAGGCTGCCAAGGTATGAT 
TGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACG 
CTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGGTGAGTGGCGCACGGGTGCGTAACGCGTGGGAACCTGCCTTTAGGTTCGGAATAACAGTTA 
GAAATGACTGCTAATACCGGATAATGTYTTCGGACCAAAGATTTATCGCCTTTAGATGGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTC 
GACGATYTATAGCTGGTYTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAA 
AGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTTCAAGTCAGGGGTGAAATCCCGGGG 
CTCAACCCCGGAACTGCCCTTGAAACTGGATGGCTAGAATACTGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAG 
TGGCGAAGGCGACTCACTGGACAGTTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACT 
AGCTGTCCGGGCTCATGGAGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCT 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATCCTAGGACGGTTTCTGGAGACAGATTCCTTCCCTTCGGGG 
ACCTAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCATCATTCAGTT 
GGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCATC 
TACAGTGAGCAGCGATCCCGCGAGGGTTAGCTAATCTCCAAAAGATGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATC 
GCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCGAAGGTGGTGCGCTAACCAGTTTACT 
GGAGGCAGCCAACCACGGTGGGTTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGTTAAGAGTGGAAGTTTTCGGATGGAAGCTTT 
TAACTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTTACACAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATAAGCGCACAGCTTCGCAT 
GGAGCAGTGCGAAAAGATTTATCGGTGTGAGATGGACCCGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCAACGATCAGTAGCCGGCTTGAGAG 
AGTGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTG 
AGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGACGAAGCGGAGTTCGAAAGAACTCCATTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGATGTAAGTCAGATGTGAAAGCCCGGGGCTCA 
ACCCCGGGACTGCATTTGAAACTATGTTGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC 
GAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGT 
GTTGGGGGTCAAAAGACCTTCGGTGCCGTCGCAAACGCATTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCCTGACCGGTCCGTAACGGGGCCTTTCCTTCGGGACAGGG 
GAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAGGTAAAGTGGGC 
ACTCTAGGGAGACTGCCAGGGATAACCTGGAAGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGTGACTACA 
AAGGGAAGCATCCCTGTGAAGGTGAGCAAATCCCAAAAAGGTCATCTCAGTTCGGATGGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCG 
AATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTTCACACCTCCCTCCACACCATGGGATTTGGAAACGCCCGAAGTCTGTGACCCAACCTTCTGGAGGGA 
GCAGCCGAAGGCAGGTTCAATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAACAGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGATGTCGACAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCAGGA 
GCTTGCTCTTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAACCTCCGGAAACGGAAGCTAATACCGGATATGACGT 
ACGGAGGCATCTCCTGTACGTGGAAAGAATTTCGGTCAAGGATGGACTCGCGGCCTATCAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCTACGACGGGTAGCC 
GGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCA 
ACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTC 
GGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGG 
CAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGATGTGGG 
GACCATTCCACGGTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGACTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTC 
ATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGG 
GCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAAGGAGC 
CGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTG 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGC 
CCTGTACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACCGGATACGACCATTGAAGGCATCTTTGAGGGTGGAAAGTTCCGGCGGTATGGGATGGACCCGCGG 
CCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAC 
GAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAA 
GAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACTTGGGGCTTAACCCCGAGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTC 


658878 Bacteria_16S 595945 595891 1 55 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
658878 Bacteria_16S 627877 627807 5 75 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M1l 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

658878 Bacteria_16S 667265 667203 8 70 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
658878 Bacteria_16S 689984 689930 5 59 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

658878 Bacteria_16S 691536 691482 5 59 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 
658878 Bacteria_16S 706291 706229 8 70 gi|265678578|ref|NR_028883.1| Dorea longicatena 
strain 111-35 16S ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 


658878 Bacteria_16S 710780 710726 5 59 gi| 265678575 |ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

658878 Bacteria_16S 763355 763301 5 59 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

658878 Bacteria_16S 812570 812512 5 63 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 


jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
658878 Bacteria_16S 817124 817062 8 70 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 


658878 Bacteria_16S 818557 818503 5 59 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
strain 12993 16S ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

658878 Bacteria_16S 820062 820008 5 59 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 
strain 256 16S ribosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

658878 Bacteria_16S 841481 841423 1 59 gi|265678485|ref|NR_028788.1| Marinospirillum 


alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 
658878 Bacteria_16S 844541 844487 5 59 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 845502 Samsonia erythrinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 


658878 Bacteria_16S 846080 846018 8 70 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 850388 850326 8 70 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

658878 Bacteria_16S 909746 909684 8 70 gi|265678438|ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 931408 931346 8 70 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 939154 939092 8 70 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

658878 Bacteria_16S 986875 986821 5 59 gi|265678386|ref|NR_028688.1| Citrobacter murliniae 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 986336 987865 Citrobacter murliniae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
658878 Bacteria_16S 988455 988401 5 59 gi|265678385|ref|NR_028687.1| Citrobacter braakii 
strain 167 16S ribosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

658878 Bacteria_16S 1003845 10037915 59 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 
strain ATCC 33433 16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

658878 Bacteria_16S 1066228 10661745 59 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 


strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
658878 Bacteria_16S 1093221 1093159 8 70 gi|265678314|ref|NR_028616.1| Acetobacter 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 1092739 1094192 Acetobacter 


indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


658878 Bacteria_16S 1096108 1096046 8 70 gi|265678312|ref|NR_028614.1| Acetobacter 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 1095628 1097070 Acetobacter 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

658878 Bacteria_16S 1185418 1185364 5 59 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

658878 Bacteria_16S 1186929 1186875 5 59 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

658878 Bacteria_16S 1188440 1188386 5 59 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

658878 Bacteria_16S 1189951 1189897 5 59 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

658878 Bacteria_16S 1196088 1196026 8 70 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

658878 Bacteria_16S 1211236 12111825 59 gi| 224581438 |ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

658878 Bacteria_16S 1212713 1212659 5 59 gi|224581437|ref|NR_027219.1| Halomonas axialensis 


strain Althfl 16S 
G 


Proteobacteria; 


hafniense strain 
DCB-2 Bacteria; 
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Acetobacter. 
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subsp. 
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lipocyclicus Bact 


F 
658878 Bacteria_16S 


F 
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Clost 
658878 Bacteria_16S 


G 
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saccharolyticum W 


1244444 1244382 8 
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1363907 1363845 8 
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1406028 1405966 8 


1409041 1408979 8 


ridia; Clostridiales; 
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1581590 1581528 8 


658878 Bacteria_16S 
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ribosomal RNA, partial sequence 
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658878 Bacteria_16S 
metallireducens s 
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658878 Bacteria_16S 


70 


70 


1212209 12136 
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gi 
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Clostridia; Clost 


gi 


DCB-2 16S ribosomal RNA, partial seque 


Clostridiales; 


70 


gi 


16S ribosomal RNA, partial sequence 


Clostridiales; 


70 


70 


ribosomal RNA, partial sequence 


59 


S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
658878 Bacteria_16S 


59 


S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
658878 Bacteria_16S 
rain AS20/1/1 16S ribosomal RNA, parti 


Idiomarinaceae; Idiomarina. 
59 gi| 219878156 |ref|NR_025295.1 
al sequence 1570477 157198 
Gammaproteobacteria; Aeromonadales; Aero 
70 gi|219878490|ref|NR_025629.1 
al sequence 1581111 158256 
ria; Rhodovarius. 
59 gi| 219878446 |ref|NR_025585.1 


gi 


ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


1408524 14099 
Clostridiaceae; 


gi 


1411537 14130 


1519166 15206 
espellia 


gi 


1546665 15481 


219857537 
ridiales; 
228721140 
nce 
228719063 
219857143 
quence 


eria; 


224581401 


224581450 


H 
219857260 


1 sequence 


13406 
Peptococca 
13634 


Ruminococc 


Rhod 


aceae; 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref |NR_027603.1 
74 1342203 Desul 
ceae; Desulfito 
ref|NR_027579.1 
15 1364816 Rumin 
aceae; Ruminococ 
ref|NR_024771.1 
1405568 140698 
ospirillales; Ac 


ref |NR_024719.1 


ref |NR_027234.1 


ref|NR_024891.1 


£ 
b 


fo} 


46 Halomonas axialensis Bacteria; 
Halomonas 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Desulfitobacterium 
itobacterium hafniense 
acterium. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 
Acetobacter 
1 Acetobacter 
etobacteraceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 
Clostridium. 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


ammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 

1491261 1491199 8 70 gi|219846902|ref|NR_026494.1| Clostridium 
M1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
micutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1498773 1498711 8 70 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 

complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Catonella. 

1518144 1518082 8 70 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
ibosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Hespellia. 

1519656 1519594 8 70 gi|219857617|ref|NR_025206.1| Hespellia porcina 


14 Hespellia porcina Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Rhodovarius 
8 Rhodovarius 


Aeromonas simiae 


strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


658878 Bacteria_ 
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Firmicutes; 


658878 Bacteria_ 
strain OSBAC1 16S 
G 


Proteobacteria; 


658878 Bacteria_ 
strain JK 615 16S 
Clost 
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658878 Bacteria_ 
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Actinomycetaceae; 
658878 Bacteria_ 


Clost 


16S 1670163 1670101 8 70 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 1708304 1708250 5 59 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
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ribosomal RNA, partial sequence 
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ain R10176 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Actinomyces. 
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gi 


55 gi 


cardiffensis strain CCUG 44997 16S ribosomal RNA, parti 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae 
Actinomycetaceae; Actinomyces. 


658878 Bacteria_ 
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al sequenc 


; Actinomy 


219878374 


strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


658878 Bacteria_ 
strain LMG 1625 1 


16S 1750871 1750809 8 70 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


658878 Bacteria_ 


16S 1800745 1800680 8 73 gi 


stellifer strain IS1 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
658878 Bacteria_16S 1846740 1846670 1 71 gi 


livingstonensis s 
livingstonensis B 


Shewanella. 


658878 Bacteria_ 
canadensis strain 
canadensis Bacter 
Chromohalobacter. 
658878 Bacteria_ 
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658878 Bacteria_ 
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658878 Bacteria_ 
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658878 Bacteria_ 
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658878 Bacteria_ 
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acteria; Proteobacteria; Gammaproteoba 
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ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 
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ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
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ibosomal RNA, partial sequence 
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16S 1930333 1930279 5 59 gi 
ibosomal RNA, partial sequence 
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in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 
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gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


658878 Bacteria_ 
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Serratia. 


658878 Bacteria_ 


16S 1991364 19913105 59 gi 


Acetobacte 
219878373 


6S ribosomal RNA, partial sequence 175041117518 


Acetobacte 
219878335 
e 18002 
ni 
219878304 
sequence 

cteria; Al 


219878291 
sequence 
a; Oceanos 


219878262 
ial sequen 
e; 


219878242 


1928261 19297 
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Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


les; Actinomycineae; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Paenibacillus 
acillus stellifer 


Shewanella 
2 Shewanella 
hewanellaceae; 


Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Actinomyces 
5 Actinomyces 


mycineae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Actinomyces 
0 Actinomyces 


mycineae; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Serratia 

1 Serratia 

Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 

Obesumbacterium 
bacterium proteus 

eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 


ref |NR_025332.1 


Budvicia aquatica 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 


658878 Bacteria_16S 2005221 2005167 5 


59 


219878192|ref 


gi 


NR_025331.1 


Buttiauxella izardii 


strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


658878 Bacteria_16S 2006767 2006713 5 


59 


219878191|ref 


gi 


NR_025330.1 


Buttiauxella. 


Buttiauxella gaviniae 


strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


658878 Bacteria_16S 2008311 2008257 5 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
658878 Bacteria_16S 


Proteobacteria; 


2009870 2009816 5 


59 


Gammaproteobacteria; 


59 


219878190 
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gi ref 


219878189 |ref 


gi 


Enterobacteriales; 


NR_025329.1 


NR_025328.1 


Buttiauxella. 


Buttiauxella 


2007792 2009295 Buttiauxella 
Enterobacteriaceae; 


Buttiauxella brennerae 


strain $1/6-571 16S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


658878 Bacteria_16S 2024741 2024687 5 
strain DSM 176 16S ribosomal RNA, 


658878 Bacteria_16S 
strain LMG 317541 


2026299 2026245 5 


658878 Bacteria_16S 
carotovorum subsp. 


2027742 2027688 5 


Enterobacteriales; Enterobacteriaceae; 
658878 Bacteria_16S 2070689 2070620 1 


xylanilyticus strain XE 16S ribosomal RNA, 


xylanilyticus Bacteria; 
658878 Bacteria_16S 


Firmicutes; 
2092030 2091960 1 


59 


59 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


59 


odoriferum strain LMG 17566 16S ribosomal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Pectobacterium. 


70 


Bacillales; 


72h 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


658878 Bacteria_16S 2120945 21208915 


DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedec 
Enterobacteriaceae; 


Gammaproteobacteria; 
658878 Bacteria_16S 


Enterobacteriales; 
2127058 2127000 5 


microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 212798 
Gammaproteobacteria; 


microaerophila Bacteria; 
Thioalkalispira. 
658878 Bacteria_16S 


Proteobacteria; 


2152642 2152580 8 


inexpectatum strain FRR-10 16S ribosomal RNA, partial s 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 
658878 Bacteria_16S 


2158641 2158579 8 


zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial seque 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


658878 Bacteria_16S 2239052 2238998 5 


59 


63 


70 


70 


59 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteri 


658878 Bacteria_16S 2240563 2240509 5 


59 


NCTC 5923 16S ribosomal RNA, partial sequence 


658878 Bacteria_16S 
strain ATCC 33638 
Bacteria; 
658878 Bacteria_16S 


2242074 22420205 


2243585 22435315 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
Proteobacteria; 


pseudotuberculosis Bacteria; 
Yersinia. 
658878 Bacteria_16S 
strain L2-TR 16S 


2298482 2298428 5 


658878 Bacteria_16S 2456300 2456246 5 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; 


Aeromonadaceae; Aeromonas. 

658878 Bacteria_16S 2462268 24622145 
strain ATCC 33531 
Bacteria; 


658878 Bacteria_16S 2469939 2469881 5 


nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
658878 Bacteria_16S 


2471444 2471386 5 


versutus strain AL2 16S ribosomal RNA, partial sequence 


59 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


59 


59 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


59 


59 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


63 


63 


complete sequence 
Paenibacillaceae; 


Gammaproteobacteria; 


219878179 |ref 


gi 


complete sequence 2024259 2025708 Isochromatium 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


219878178 |ref 


gi 
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Thermobacillus. 


NR_025318.1 
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NR_025316.1 
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Buttiauxella. 


Isochromatium buderi 
buderi Bacteria; 


Aeromonas popoffii 


2025759 2027165 Aeromonas popoffii Bacteria; 
Aeromonas. 


Pectobacterium 


tial sequence 2027216 2028703 
Proteobacteria; Gammaproteobacteria; 
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8 Thermobacillus 


Shewanella baltica 
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Proteobacteria; 


Thioalkalispira 
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Ectothiorhodospiraceae; 
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1 Albidovulum 


Rhodobacteraceae; 


Paracoccus 
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Yersinia rohdei strain 


2238534 2239994 Yersinia rohdei Bacteria; 
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Ectothiorhodospiraceae; 


Idiomarina. 
NR_025001.1 
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Aeromonas salmonicida 
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Gammaproteobacteria; Aeromonadales; 


Raoultella planticola 


2461740 2463175 Raoultella planticola 
Enterobacteriaceae; 


Raoultella. 
Thioalkalivibrio 
kalivibrio nitratis 
Thioalkalivibrio. 


NR_024990.1 


Thioalkalivibrio 


2470921 2472353 Thioalkalivibrio versutus 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
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Bacteria; Proteob 


strain VPI-C6-61 
Firmicutes; Clost 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


658878 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; G 


658878 Bacteria_16S 


strain JCM1235 16 
Proteobacteria; G 


658878 Bacteria_16S 


strain JCM1237 16 
Proteobacteria; G 


658878 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


strain 7 16S ribo 
Clostridia; Clost 


658878 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


658878 Bacteria_16S 


strain ORS 992 16 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


658878 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


658878 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partial 
Clostridia; 


histidinovorans s 
histidinovorans B 


658878 Bacteria_16S 


2620246 2620192 5 


2630909 2630847 8 


2635375 26353215 


2791775 2791713 8 


2925996 2925934 8 


2947242 2947188 5 


2948732 2948678 5 


2950220 2950166 5 


3003476 3003414 8 


3032142 3032080 8 


ridiales; Clostridiaceae; 


3072996 3072942 5 


3075948 3075886 8 


3085165 3085103 8 


3086610 3086548 8 


3088111 3088049 8 


acteria; Firmicutes; 
3118159 3118097 8 


intermedius strain TF2 16S ribosomal RNA, 


Bacteria; Proteob 


guttoideum strain 
guttoideum Bacter 


658878 Bacteria_16S 


sulfidovorans str 


sulfidovorans Bacteria; 


Methylophaga. 


658878 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


strain B 16S ribo 
Clostridia; Clost 


658878 Bacteria_16S 
marismortui strain ATCC 17056 16S ribosomal RNA, partial 


marismortui Bacte 
Chromohalobacter. 


658878 Bacteria_16S 
rain CIP 103149 16S ribosomal RNA, partial seque 
cteria; Actinobacteria; Actinobacteridae; 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


3157469 3157407 8 


Firmicutes; 
3299904 3299838 5 


ia; 


Proteobacteria; 
3301433 3301371 8 


ridiales; Blautia. 
3385262 3385208 5 
ria; Proteobacteria; 


3416924 3416874 8 


Actinomyces. 


658878 Bacteria_16S 


3478552 3478498 1 


Clostridia; 


59 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
658878 Bacteria_16S 


70 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarc 
658878 Bacteria_16S 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 
658878 Bacteria_16S 


59 gi|219857234|ref|NR_024862.1 
26348 
Enterobacteriac 
70 gi|219857122|ref|NR_024750.1 
Coprococcus. 
70 gi|219856839|ref|NR_024658.1 
complete sequence 2925520 292697 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


DES11 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospiri 
658878 Bacteria_16S 
somal RNA, partial sequence 3031628 3033115 Clost 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


219857252 
26197 
Enterobac 
gi|]219857238 
2630432 26317 


gi 


16S ribosomal RNA, partial sequence 2791299 27926 
ridia; Clostridiales; Lachnospiraceae; 
658878 Bacteria_16S 
train E-396 16S ribosomal RNA, 
acteria; Proteobacteria; Alphaproteobacteria; 


59 gi| 219856825 
2946729 29481 
Enterobac 

59 gi| 219856824 
2948221 29496 
Enterobac 

59 gi| 219856823 
2949709 29511 
Enterobac 

70 gi|]219846921 
30029 

llales; 

70 gi| 219846901 

Clostridium. 

59 gi| 219846873 
3072467 30738 
Balneatri 

70 gi|219846871 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
658878 Bacteria_16S 
in ATCC 35512 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


70 


70 


70 


70 


3075492 30769 


219846865 
sequenc 
Rhodo 


gi 


gi|219846864 


ain 381 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


219846863 
sequence 


gi 


Clostridiales; 


gi| 219846843 


complete sequence 31176 


70 


PE 


70 


59 


Gammaproteobacteria; 


58 


55 


acteria; Alphaproteobacteria; Rhodospirillales; 
658878 Bacteria_16S 
DSM 4024 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi|219846817 
Lachn 


gi| 219846721 


ain RB-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Thio 


gi|219846720 


219846659 
sequence 
Oceano 


gi 


gi| 219846633 


Actino: 


gi| 219846590 


Rhodobacterales; 


Rhodobacterales; 


ref |NR_024883.1 
teriaceae; 
ref|NR_024866.1 
92 Methylarcula 


ref|NR_024644.1 
teriaceae; 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; 
ref|NR_024642.1 
57 Enterobacter 
teriaceae; 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref |NR_026493.1 
ridium indolis B 
ref|NR_026465.1 
x 


ref|NR_026463.1 


ref|NR_026457.1 
e 3084717 308611 
bacterales; 


ref |NR_026456.1 
3086162 308755 
Rho 


NR_026455.1 
3087607 308909 
Clostridiaceae; 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026409.1 

3156952 315844 
ospiraceae. 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref |NR_026312.1 
ia schinkii Bact 


ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


ref 
nce 
mycetales; 


NR_026225.1 
341641 
Actin 


ref|NR_026182.1 


Kluyvera georgiana 


36 2621149 Kluyvera georgiana Bacteria; 
Kluyvera. 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Citrobacter werkmanii 


42 2636362 Citrobacter werkmanii 


eae; Citrobacter. 
Coprococcus catus 


13 Coprococcus catus Bacteria; 


Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 
Serratia. 


Enterobacter aerogenes 


aerogenes Bacteria; 
Enterobacter. 


Enterobacter amnigenus 


amnigenus Bacteria; 
Enterobacter. 


Gluconacetobacter 
acetobacter europaeus 
; Gluconacetobacter. 
Clostridium indolis 
acteria; Firmicutes; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Natronincola 
0 Natronincola 
Natronincola. 
Gluconacetobacter 
acetobacter intermedius 
; Gluconacetobacter. 
Desulfotomaculum 
6 Desulfotomaculum 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Blautia schinkii 
eria; Firmicutes; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Actinomyces georgiae 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 3479443 Actinomyces georgiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


658878 Bacteria_ 


strain ATCC 51856 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


658878 Bacteria_ 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


658878 Bacteria_ 
strain NCIB 8621, 
Bacteria; 


658878 Bacteria_ 


thiosulfatophilus 
thiosulfatophilus 


Roseococcus. 
658878 Bacteria_ 


strain 743A 16S r 
Clost 


Firmicutes; 
658878 Bacteria_ 


celerecrescens st 
celerecrescens Ba 


658878 Bacteria_ 
strain 
Proteobacteria; 
658878 Bacteria_ 


frigidimarina str 
frigidimarina Bac 
658878 Bacteria_16S 
chlororespirans s 
chlororespirans B 
658878 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bact 
658878 Bacteria_16S 
strain PS-1 16S r 
G 
658878 Bacteria_16S 
allosaccharophila 
allosaccharophila 


Proteobacteria; 


Aeromonas. 


658878 Bacteria_16S 


strain NCTC 3438 
Bacteria; 


Paracoccus. 


658878 Bacteria_16S 


strain DM-82 16S 


strain BN 126 16S 


strain PWw2 


658878 Bact 
strain 101 16S ri 


658878 Bact 
strain 848 16S ri 
Proteobacteria; 
658878 Bact 
strain R22 16S ri 
Proteobacteria; 


strain HY-35-12 1 
Firmicutes; Clost 


658878 Bacteria_16S 


Proteob 
Acetobacter subge 


CIP 7430 
G 


16S 3498208 3498154 1 55 gi 


16S ribosomal RNA, partial sequence 


16S 3553133 3553071 8 70 gi 
CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


v 


16S 3569792 3569730 8 70 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

16S 3580285 3580223 8 70 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


1 


16S 3595746 3595684 8 70 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 3598827 3598765 8 70 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
16S 3612471 3612417 5 59 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
16S 3659491 3659433 13 71 gi 


gi 


no 


ba 


cl 


219846577 


34976 


ence 


219846529 
eq 
ri 


uence 
llales; 


219846522 
sequence 


cteria; 


219846511 
3595254 35967 
ostridiu 
219846508 
al 
id 
219846497 


sequenc 
iales; 


36119 


omonadacea 
219846465 


mycineae 
219846541 
qu 


Rhodospir 


Cc 


Proteob 
658878 Bacteria_16S 
thiocyanatus stra 
thiocyanatus Bact 


eria_16S 


G 


G 
658878 Bacteria_16S 


teria; 


acteria; 


Firmicutes; 


eria; 


Bacteria; 


16S ribosomal RNA, 


4008594 40085 


4010128 40100 


4025195 40251 


ridia; 
4134177 41341 


3797648 3797586 8 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3812865 38128115 
strain CECT 4199 16S ribosomal RNA, p 
Proteobacteria; 


3825148 3825091 1 


3937648 3937586 8 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
658878 Bacteria_16S 3940540 3940478 8 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
658878 Bacteria_16S 


16S ri 


3944906 3944844 8 
bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
3949289 3949227 8 
bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
eria_16S 


ain ICP1 16S ribosomal RNA, partial se 
Proteobacteria; 
3685340 3685278 8 
train Co23 16S ribosomal RNA, partial 
Firmicutes; 
3763109 3763047 8 
in ATCC 19171 16S ribosomal RNA, parti 


Gammapr 
70 


Clostridi 
70 


Clostridia; 
70 


59 


58 
complete se 


acteria; Gammaproteobacteria; Pasteure 
3936214 3936152 8 
in THI 011 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


70 


70 


70 


70 


70 


405 59 


bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
eria_16S 


745 59 


bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


33 8 70 


6S ribosomal RNA, partial sequence 4024698 40261 
Clostridiales; 


Clostrid 


15 8 70 


Gammaproteo 


quence 
eria; Alte 
219846447 
sequence 
ridiales; 
219846390 
al sequenc 
Clostridiales; Lac 
gi| 219846364 
3797117 37986 
ciricketts 
219846354 
artial seq 
bacteria; 


oteobact 
gi 


Clost 
gi 


a; 


gi 


219846346 
38245 
llales; Pa 
219846268 
sequence 

ria; Rhodo 


gi 
quence 


gi 


gi|219846267 
3937190 39385 
hodobacter 
gi|219846265 
3940082 39414 
biaceae; A 
gi|219846262 
3944448 39458 
Acetobacte 
gi|219846259 
3948831 39502 
Acetobacte 
gi|219846217 
4008054 40095 
omonadacea 
gi|219846216 
4009610 40110 

Idiomarinac 
gi|219846206 


Clostridiu 
219846124 


iaceae; 


Aero. 


bact 


race 


e; 


eae; 


mM. 


ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026133.1 

3552654 355413 
illales; Acetoba 


Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Gluconacetobacter 

4 Gluconacetobacter 

cteraceae; 


ref|NR_026121.1 
3569313 357079 
Acetobacteracea 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


’ 


Roseococcus 
5 Roseococcus 
Rhodospiril ; Acetobacteraceae; 
ref|NR_026103.1| Clostridium populeti 
42 Clostridium populeti Bacteria; 

m. 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026057.1] Shewanella 

3658961 3660465 Shewanella 
romonadales; Shewanellaceae; 
NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Butyrivibrio. 
ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 
ref|NR_025945.1] Aeromonas 
uence 3812327 3813828 Aeromonas 
monadales; Aeromonadaceae; 


Clostridium 
6 Clostridium 
lostridium. 

Aeromonas bestiarum 
nas bestiarum Bacteria; 


Shewanella. 
Desulfitobacterium 

3 Desulfitobacterium 

Desulfitobacterium. 
Butyrivibrio 

4 Butyrivibrio 


ref|NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 
steurellaceae; Avibacterium. 
ref|NR_025858.1] Paracoccus 

3935756 3937139 Paracoccus 
erales; Rhodobacteraceae; 


ref|NR_025857.1| Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 
aceae; Paracoccus. 

ref|NR_025855.1| Rhodobium marinum 

71 Afifella marina Bacteria; 

fifella. 
ref|NR_025852.1| Acidocella facilis 

54 Acidocella facilis Bacteria; 

raceae; Acidocella. 

ref|NR_025849.1| Acidocella aminolytica 
36 Acidocella aminolytica Bacteria; 

ae; Acidocella. 

ref|NR_025807.1] Aeromonas molluscorum 
59 Aeromonas molluscorum Bacteria; 
Aeromonas. 
ref|NR_025806.1| Idiomarina ramblicola 
68 Idiomarina ramblicola Bacteria; 
Idiomarina 
ref|NR_025796.1| Clostridium jejuense 
32 Clostridium jejuense Bacteria; 


ref|NR_025714.1| Paracoccus 


gi 


haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


4133716 4135123 Paracoccus 


658878 Bacteria_16S 
strain KMM 3809 1 
Proteobacteria; G 
658878 Bacteria_16S 
thermautotrophica 
thermautotrophica Bacteria; 
Sedis; Carboxydocella. 
658878 Bacteria_16S 4212194 42121241 
strain N-3 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; 
658878 Bacteria_16S 4219871 4219809 8 
lactatifermentans 
lactatifermentans Bacteria; 
658878 Bacteria_16S 10862 
longreachensis st 
longreachensis Ba 
Desulfovibrio. 
658878 Bacteria_16S 


4169668 4169614 5 


4207613 4207543 1 


Firmicutes; 


Firmicutes; 
10797 «35 


cteria; Proteobacteria; 


18591 18526 5 


roseosalivarius strain AA718 16S ribosomal RNA, partial 


roseosalivarius Bacteria; 
Hymenobacter. 
658878 Bacteria_16S 


Bacteroidetes; 


47357 47288 1 


borkumensis strain Sk2 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 


658878 Bacteria_16S 50431 50366 5 

alaskensis strain All 16S ribosomal RNA, 
Bacteria; Proteob 
658878 Bacteria_16S 
strain N. Pfennig 
Proteobacteria; G 
658878 Bacteria_16S 
thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 
658878 Bacteria_16S 
1787 16S ribosoma 


58083 58030 5 


97347 97282 5 
ain Bra2 16S ribosomal 
teria; Proteobacteria; 


184187 184126 9 


strain 41 16S ribosomal RNA, partial 


complete sequence 


strain G17 16S ribosomal RNA, partial 


rain 16910a 16S ribosomal RNA, 


acteria; Deltaproteobacteria; Desulfov 


2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 


1 RNA, partial sequence 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alt 


59 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
64 Marinobacter excellens Bacteria; 
eromonadaceae; Marinobacter. 
71 gi|219846070|ref|NR_025660.1] Carboxydocella 
sequence 4207086 4208540 Carboxydocella 
Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
71 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
4211641 4213163 Geobacillus lituanicus Bacteria; 
Geobacillus. 
70 gi|219846061|ref|NR_025651.1| Clostridium 
sequence 4219342 4220838 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

70 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
complete sequence 10342 11910 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

70 gi|265679051|ref|NR_029359.1| Hymenobacter 
sequence 18082 19577 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
70 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
nce 46828 48321 Alcanivorax borkumensis 
irillales; Alcanivoracaceae; Alcanivorax. 
70 gi|265679030|ref|NR_029338.1| Desulfovibrio 
complete sequence 49907 51436 Desulfovibrio alaskensis 
ibrionales; Desulfovibrionaceae; Desulfovibrio. 
58 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
nce 57580 59029 Thiocystis violacea Bacteria; 
matiaceae; Thiocystis. 
70 gi|265678998|ref|NR_029306.1| Desulfocapsa 
RNA, partial sequence 96815 98277 Desulfocapsa 
Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
70 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
183663 185179 Clostridium nexile DSM 1787 Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 262139 262070 1 70 gi| 265678885 |ref|NR_029191.1]| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

658878 Bacteria_16S 292564 292507 1 58 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; 
asteurellaceae; Aggregatibacter. 


Pasteurellales; P 


Proteobacteria; Gammaproteobacteria; 


658878 Bacteria_16S 366667 366614 5 58 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

658878 Bacteria_16S 375647 375583 8 72 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

658878 Bacteria_16S 432742 432678 8 72 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

658878 Bacteria_16S 492547 492494 5 58 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

658878 Bacteria_16S 542917 542848 1 70 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 


strain JR 16S rib 
Deferribacteres; Deferribacterales; 
658878 Bacteria_16S 576393 576328 5 
valerianellae strain CFBP 4730 16S ribos 
valerianellae Bacteria; 
658878 Bacteria_16S 
strain BCH 16S ri 
Proteobacteria; G 
658878 Bacteria_16S 


Proteobacteria; 
597371 597318 5 


604913 604860 5 


osomal RNA, partial sequence 


bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 


542382 54390 


0 Deferribacter 


Deferribacteraceae; Deferribacter. 
70 gi|265678668|ref|NR_028973.1 
omal RNA, partial sequence 575863 577354 
Betaproteobacteria; Burkholderiales; Coma 
58 gi|265678654|ref|NR_028959.1 
596871 59824 
matiaceae; Thiobaca. 
58 gi| 265678648 |ref|NR_028953.1 


abyssi Bacteria; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Saccharospirillum 


impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 


Bacteria; Proteobacteria; Gammaproteobac 
Saccharospirillum. 


teria; Oceanospirillales; 


Saccharospirill 


aceae; 


658878 Bacteria_16S 653644 653575 1 70 gi 
azorensis strain MV1087 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
658878 Bacteria_16S 658158 658097 8 69 gi 
strain L1-92 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
658878 Bacteria_16S 700533 700469 8 72 gi 
strain TOD45 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Paenibacillaceae; 
658878 Bacteria_16S 727894 727841 5 58 gi 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
658878 Bacteria_16S 732401 732348 5 58 gi 
6611 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioc 
658878 Bacteria_16S 733824 733771 5 58 gi 
halophila strain 4270 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
658878 Bacteria_16S 761803 761739 8 72 gi 
nematophilus strain NEMla 16S ribosomal RNA, partial se 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibac 
658878 Bacteria_16S 771010 770957 5 58 gi 
strain Uedal07 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
658878 Bacteria_16S 848974 848917 13 70 gi 
singaporensis strain LX3 16S ribosomal RNA, partial seq 


singaporensis Bacteria; Proteobacteria; Gammaproteobact 
Klebsiella. 

658878 Bacteria_16S 994691 994626 8 73 gi 
hydrogenoformans strain glu 65 16S ribosomal RNA, parti 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clos 
Sedis; Acidaminobacter. 

658878 Bacteria_16S 1051149 1051092 1 58 gi 


insulare strain K 
Bacteria; Proteob 
658878 Bacteria_16S 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1058666 1058597 1 70 gi 


desulfuricans strain SSM1 16S ribosomal RNA, partial se 
desulfuricans Bacteria; Deferribacteres; Deferribactera 
658878 Bacteria_16S 1144644 1144587 1 58 gi 


thermotolerans strain CM3 16S ribosomal RNA, partial se 


thermotolerans Bacteria; Proteobacteria; Gammaproteobac 
Pseudomonas. 
658878 Bacteria_16S 1174925 1174860 5 70 gi 


DSM 16069 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiell 
658878 Bacteria_16S 1227743 12276905 58 gi 
strain R-4079 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
658878 Bacteria_16S 1229279 12292265 58 gi 
strain R-4069 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
658878 Bacteria_16S 1275872 1275819 5 58 gi 
sarecensis strain LV4 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
658878 Bacteria_16S 1302970 1302909 8 69 gi 
cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubact 
658878 Bacteria_16S 1368522 1368457 5 70 gi 
magneticus strain RS-1 16S ribosomal RNA, complete sequ 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
658878 Bacteria_16S 1382100 13820475 58 gi 
strain 0S145 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; I 
658878 Bacteria_16S 1398583 1398514 1 70 gi 
aurantiaca strain T-27 16S ribosomal RNA, partial seque 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimo 
658878 Bacteria_16S 1428958 1428893 5 70 gi 
antibioticus strain USAM 3C 16S ribosomal RNA, partial 

antibioticus Bacteria; Proteobacteria; Gammaproteobacte 
Lysobacter. 

658878 Bacteria_16S 


1462388 14623355 58 gi 


265678614 
ence 65316 
idiaceae; 

265678610 


657665 65912 


Anaerosti 
265678582 


699985 70142 
Paenibacillus. 


265678563 

72737 
ales; Ecto 
265678560 


731878 733268 Thioc 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678538 
quence 
illaceae; 
265678532 


770475 77198 
seudomonad 


265678480 
uence 
eria; Ente 
265678381 
al sequenc 
tridiales; 


265678343 
10506 
irillales; 
265678338 
quence 
les; Defer 
253680760 
quence 
teria; Pse 


228718578 


1174405 11758 


a. 
219878281 


1227244 12287 


seudomonad 
219878280 


1228770 12302 


seudomonad 
219846179 
ce 12753 
irillales; 
219846514 


16S ribosomal RNA, partial sequence 1302478 13039 


eriaceae; 

228718692 
ence 13679 
ibrionales 
228717104 


1381574 13830 


diomarinac 
228715357 
nce 13980 
nadaceae; 

224581439 
sequence 

ria; Xanth 


224581411 


ref |NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref|NR_028915.1 
0 Anaerostipes 
pes. 
ref |NR_028887.1 
2 Paenibacillus 


Caloranaerobacter 
naerobacter azorensis 
iy 

Anaerostipes caccae 
caccae Bacteria; 


Paenibacillus odorifer 
odorifer Bacteria; 


ref|NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref|NR_028864.1 
apsa rosea Bacte 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Thiocapsa rosea strain 
ria; Proteobacteria; 


ref |NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028842.1 
761257 762788 
Paenibacillus. 
ref |NR_028836.1| Cellvibrio japonicus 
3 Cellvibrio japonicus Bacteria; 
aceae; Cellvibrio 
ref |NR_028783.1 
848542 849823 
robacteriales; E 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Paenibacillus 

Paenibacillus 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


ref |NR_028683.1 
e 994185 995652 
Clostridiales F 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


ref|NR_028645.1| Marinospirillum 
31 1052062 Marinospirillum insulare 
Marinospirillum. 
ref |NR_028640.1 
1058138 105957 
ribacteraceae; D 
ref|NR_028008.1 
1144133 114556 
udomonadales; Ps 


Deferribacter 
3 Deferribacter 
eferribacter. 

Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


ref|NR_027574.1| Kangiella koreensis 
98 Kangiella koreensis DSM 16069 


ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 

ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 

ref|NR_025769.1| Chromohalobacter 

63 1276810 Chromohalobacter sarecensis 
Halomonadaceae; Chromohalobacter. 
ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_027575.1 
77 1369516 Desulf 


Desulfovibrio 
ovibrio magneticus RS-1 
; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 0S145 Bacteria; 
eae; Idiomarina. 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


Gemmatimonas 
imonas aurantiaca T-27 


Lysobacter 
1 Lysobacter 
homonadaceae; 


ref|NR_027192.1| Marinobacter 


bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


658878 Bacteria_16S 1472925 14728615 


AMMD 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


complex. 


658878 Bacteria_16S 1483675 14836225 


70 


gi| 224581402 


ref|NR_024882.1 


Burkholderia ambifaria 


1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 


58 


strain SW32 16S ribosomal RNA, partial sequence 


658878 Bacteria_16S 1545669 1545616 5 


strain KMM 231 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


658878 Bacteria_16S 
strain ATCC 29914 


1553110 1553057 5 


658878 Bacteria_16S 1577067 1577006 9 


58 


58 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


70 


gi| 219857506 


1483159 14846 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


gi|219857261 


1545151 15466 


gi|219857220 


gi|219846510 


rkholderiaceae; 


ref |NR_025094.1 


ref|NR_024892.1 


Idiomarina. 
ref |NR_024848.1 


Provi 


ref|NR_026102.1 


Burkholderia; Burkholderia cepacia 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
Kushneria. 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Providencia stuartii 


1552580 1554073 Providencia stuartii Bacteria; 


dencia. 
Clostridium 


papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 


2782 Bacteria; Firmicutes; Clostridia; 
658878 Bacteria_16S 1633499 1633446 5 
litoralis strain 


658878 Bacteria_16S 1653246 16531815 


strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


658878 Bacteria_16S 1691359 1691306 5 


ostraviensis strain LMG 19434 16S ribosomal RNA, partial 


ostraviensis Bacteria; 
Cellvibrio. 
658878 Bacteria_16S 


Proteobacteria; 


1755536 1755483 5 


58 


70 


58 


58 


Clostridiales; Clostridiaceae; 


gi|219878454 


DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; 


gi|219878439 
1652728 16542 
gi|219878413 


gi| 219878369 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 17565 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


658878 Bacteria_16S 1814617 18145525 


70 


LMG 19981 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


658878 Bacteria_16S 1849817 18497525 


70 


gi|219878326 
1814099 18155 


gi|219878302 


haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 


haemolytica Bacteria; 
Thermomonas. 
658878 Bacteria_16S 
strain ME102 16S 


Proteobacteria; 


1861799 1861746 5 


658878 Bacteria_16S 1863306 1863253 5 


israelensis strain Bal 16S ribosomal RNA, partial sequence 


Bacteria; 
658878 Bacteria_16S 
norvegicum strain 


1894113 1894048 5 


Desulfomicrobium. 
658878 Bacteria_16S 
aerophilus strain 
aerophilus Bacteria; 
658878 Bacteria_16S 


1905880 1905815 5 


Bacteroidetes; 
1914893 1914829 8 


azoreducens strain CM1l 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
658878 Bacteria_16S 
strain DSM 12838 


Bacillales; 
1933336 19332715 


658878 Bacteria_16S 
strain LMG 18419 
Firmicutes; Bacillales; 
658878 Bacteria_16S 


1942367 1942303 8 


1966770 19667175 


Gammaproteobacteria; 


58 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; 


58 


70 


70 


72 


70 


72 


Paenibacillus. 


58 


strain BM5 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


658878 Bacteria_16S 1975746 1975689 13 
phenolica strain 
Bacteria; 


658878 Bacteria_16S 1995990 19959375 


70 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


58 


gi|219878293 
1861284 18627 


219878292 
18627 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi|219878268 


DSM 1741 16S ribosomal RNA, partial sequence 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; 


gi|219878259 


I/26Corl 16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; 


219878252 
19143 


gi 


Paenibacillus. 


gi|219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


gi|219878233 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillaceae; 


gi|219878217 
1966261 19677 


219878211 
19752 


gi 


gi|219878198 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 19969 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


658878 Bacteria_16S 2047715 2047651 8 
strain KK19 16S ribosomal RNA, 
Firmicutes; Bacillales; 
658878 Bacteria_16S 2086031 2085962 1 


72 


complete sequence 


Paenibacillaceae; Paenibacillus. 


70 


strain T9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


gi|219878160 
2047168 20487 


gi|219878132 


Aeromonadales; 


sequence 
Gammaproteobacteria; 


Pseudomonadales; 


Xanthomonadales; 


Desulfovibrionales; 


ref|NR_025593.1 

1632974 163447 
ref|NR_025578.1 
Thermomon 
ref|NR_025552.1 
1690867 169233 
Pseu 


ref|NR_025508.1 


ref|NR_025465.1 


ref|NR_025441.1 
1849299 185079 
Xanth 


ref |NR_025432.1 


ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
NR_025407.1 
1893578 189509 
Des 


ref |NR_025398.1 

1905456 190681 
Flexibac 
ref |NR_025391.1 
61 1915860 Paenib 
ref|NR_025378.1 
Des 
ref |NR_025372.1 
47 Paenibacillus 


ref |NR_025356.1 
Thiocapsa. 

ref |NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025337.1 


teriaceae; Rahne 
ref |NR_025299.1 
07 Paenibacillus 


Clostridium. 


Oceanisphaera 
9 Oceanisphaera 


Aeromonadaceae; Oceanisphaera. 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Cellvibrio 

5 Cellvibrio 

domonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonas. 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
Fulvimonas. 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 
Oleiphilus. 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Hymenobacter 

7 Hymenobacter 
teraceae; Hymenobacter. 
Paenibacillus 

acillus azoreducens 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 


ulfomicrobium. 
Paenibacillus cookii 
cookii Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Paenibacillus borealis 
borealis Bacteria; 


ref|NR_025271.1 


Alcanivorax jadensis 


2085504 2087002 Alcanivorax jadensis Bacteria; 


658878 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 
658878 Bacteria_16S 2155608 2155539 1 70 gi 
taiwanensis strain LS-293 16S ribosomal RNA, partial se 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; 
Rubrobacteraceae; Rubrobacter. 

658878 Bacteria_16S 2170884 21708315 58 gi 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
658878 Bacteria_16S 2225293 2225229 8 72 gi 
daejeonensis strain AM141 16S ribosomal RNA, partial se 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibac 
658878 Bacteria_16S 2236029 2235964 5 70 gi 
thiodismutans strain MLF1 16S ribosomal RNA, partial se 
thiodismutans Bacteria; Proteobacteria; Deltaproteobact 
Desulfonatronum. 
658878 Bacteria_16S 
acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 
658878 Bacteria_16S 


2093577 2093512 5 70 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2 


2 


2 


2 


2 


2254280 22542111 70 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


2263578 2263521 13 70 gi 
venustensis strain ISO04 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
658878 Bacteria_16S 2286493 2286440 5 58 gi 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteoba 
Thioalkalivibrio. 
658878 Bacteria_16S 
gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 
658878 Bacteria_16S 


s 


2396880 2396811 1 70 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


2424581 2424512 1 70 gi 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
658878 Bacteria_16S 2427490 2427437 5 58 gi 
strain GB6 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
658878 Bacteria_16S 2502944 25028915 58 gi 
beliardensis strain Montbeliard Al 16S ribosomal RNA, p 
beliardensis Bacteria; Proteobacteria; Gammaproteobacte 
658878 Bacteria_16S 2507526 2507457 1 70 gi 
berrensis strain CTT3 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
658878 Bacteria_16S 2573963 2573898 5 70 gi 
aminophilus strain ALA-3 16S ribosomal RNA, partial seq 
aminophilus Bacteria; Proteobacteria; Deltaproteobacter 
Desulfovibrio. 
658878 Bacteria_16S 2600048 2599991 1 58 gi 
granulomatis strain ATCC 49244 16S ribosomal RNA, parti 
granulomatis Bacteria; Proteobacteria; Gammaproteobacte 
658878 Bacteria_16S 2601602 2601545 1 58 gi 
strain HPA92 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
658878 Bacteria_16S 2604710 2604653 1 58 gi 
strain P925 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
658878 Bacteria_16S 2606266 2606201 5 70 gi 
burkinensis strain HDv 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
658878 Bacteria_16S 2624786 26247215 70 gi 
lindaniclasticus strain RP5557 16S ribosomal RNA, parti 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteob 
Rhodanobacter. 
658878 Bacteria_16S 


al 


ar 
ri 


ce 
id 
ue 


ia 


al 
ri 


st 


st 
nce 
ib 
al 


ac 


2755520 2755451 1 70 gi 
toyohensis strain ToBE 16S ribosomal RNA, partial seque 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobact 


ne 
er 


se 
te 


qu 
Ru 


se 


qu 
il 


qu 
er 


219857563 
en 
id 
219857557 
en 
ir 
219857541 
ct 
219857462 
ue 
ia 
219857442 
219857439 
2427049 24283 


omonadacea 
219857380 


219857372 


219857285 


219857268 


219857267 
2601060 26025 


219857265 
2604168 26056 
219857264 


219857248 


219857149 


19878126 
quence 
ria; 


19857631 
ence 


19857621 
21703 


19857582 
ence 
laceae; 
19857575 
ence 
ia; 


ce 22537 


ce 22630 
illales; 


equence 
eria; Ch 


nce 


les; Clo 


24240 


es; Halo 


tial seq 
a; Legio 


25070 
iaceae; 


nce 
Desulf 


’ 


sequenc 
a; Paste 


eurellac 


eurellac 


e 26057 
rionales 


sequenc 


teria; X 


e 27549 
ales; Th 


658878 Bacteria_16S 2781199 2781134 5 70 gi 
strain EJ2M-B 16S ribosomal RNA, partial sequence 


219857129 
2780730 2782146 Thiothrix flexilis Bacteria; 


Xan 


brobacte 


udomonad 


Desu 


iales Fa 


NR_025265.1 
2093069 20945 
thomonadales; X 


ref|NR_025220.1 
2155131 21566 
rales; Rubrobac 


ref|NR_025210.1 
56 2171849 Cellv 
aceae; Cellvibr 


Paen 

ref 
lfovibriona 
ref|NR_025151.1 


47 2255269S 
mily XI. In 


ref|NR_025145.1 
Alc 
ref |NR_025129.1 

2285990 228738 
romatiales; 


ref|NR_025050.1 
2396386 239781 
stridiales Famil 


ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_025027.1 
ceanimonas. 
NR_024968.1 
e 250240 
nellales; Legion 
ref |NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024916.1 

2573428 257495 
ovibrionales; De 


e; O 
ref 
uenc 


ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


Mannheimia 
NR_024896.1 


eae; 
ref 


eae; Mannheimia. 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 


4 
a 


0 
Eat 


i 


n 
a 


50 2264581 Alcani 
anivoracacea 


Ecto 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Rubrobacter 
6 Rubrobacter 
erineae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Paenibacillus 
8 Paenibacillus 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Alcanivorax 

vorax venustensis 
e; Alcanivorax. 
Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Legionella 

5 2503874 Legionella 

ellaceae; Legionella. 

Thermohalobacter 

halobacter berrensis 
Desulfovibrio 

7 Desulfovibrio 

sulfovibrionaceae; 


Mannheimia 

9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Rhodanobacter 

6 Rhodanobacter 
Xanthomonadaceae; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Thiothrix flexilis 


ref|NR_024757.1 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 


CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGACTTCCACGTTCTCCGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTG 
ACATGCACTGGAAACCGGTAGAAATATCGGCCCCCTTGTGGCCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCA 
TGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGAAACCGTGAGGTGGAGCGAATCCCATAAAGCCGGTCTCAGTTCGGATCG 
GGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCA 
CGAAAGTCGGTAACACCCGAAGCCCGTGGCTCAACCCGCAAGGGGGAGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCG 
GAAGGTGCGGCTGGATCACCTCCTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCATGGATCAGGACGAACNCT 
GGCGGCGGATTAACAAATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAA 
GCCTGGGAAACTAGGTCTAATACCGGATATGAACCTTCCCTGCATGGGGTTGGTTGGAAAGTTCCGGCGGTACAGGATGGACCCGCGGCCTATCAGCTTGTTGGT 
GGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCCAGGACGAAGCGCAAGTGACGGT 
ACCGGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTT 
GTCGCGTCGGCCGTGAAAACTTGGGGCTTAACCCCGAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAA 
TGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGACTTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGAAACCA 
GTAGAGATATTGGCCCCCTTGTGGCCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCG 
TTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGG 
GCTTCACACATGCTACAATGGCCGGTACAGAGGGTTGCGAAGCCGTGAGGTGGAGCGAATCCCATAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACC 
CCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACC 
CGAAGCCCATGGCCCAACCCGCAAGGGAAGGAACTGGTCGAAGTGGGACTGGCGATTGGCGACAAATCCTAACAAGGTAACCGTACCGGAAAGTGCNGCTGGATC 
ACTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGTTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAG 
TAGAACGCACAGGATGCACCGTAGTTTACTACACCGTATTCTGTGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCGGGGGATAACTATTGG 
AAACGATAGCTAATACCGCATAAGAACATTTACTGCATGGTAGATGTTTAAAAGGTGCAAATGCATCACTACCAGATGGACCTGCGTTGTATTAGCTAGTAGGTG 
AGGTAACGGCTCACCTAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGG 
AATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAAGGAAGAACGAGTGTGAGAATGG 
AAAGTTCATACTGTGACGGTACTTAACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGT 
AAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCAGTGGCTCAACCATTGTAGGCTTTGGAAACTGTTTAACTTGAGTGCAGAAGGGGAGAGTGGAAT 
TCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGTCCTTTCCGGGACTTAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGG 
GGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCT 
TGACATCCCGATGCCCGCTCTAGAGATAGAGCTTTACTTCGGTACATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTGAAAGCCAGTCTCAGTTCGGAT 
TGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGG 
AAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGG 
CGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCGCTTGCGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGGACTCTGGGATA 
AGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTACATCGCATGGTGTTTGGTGGAAAGCTTTTGCGGTTCAGGATGGGCCCGCGGCCTATCAGCTTGTTGG 
TGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCAGGGACGAAGCGCAAGTGACGG 
TACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCGTCTGTGAAATTCTGCAACTCAATTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCATTTCACGAGTTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAAG 
CTATAGAGATATAGCCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCA 
GGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGA 
CCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACA 
CCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGG 
ATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAA 
CACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCTGACTTCGGGATAAGCCTGGGAA 
ACTGGGTCTAATACCGGATATGACCTTACATCGCATGGTGTTTGGTGGAAAGCTTTTGCGGTTGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATG 
GCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGA 
AGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCG 
TCTGTGAAATTCTGCAACTCAATTGCAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGAT 
ATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGGTGGGTACTAGGTGTGGGGCTCATTTCACGAGTTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGACGGTAGAGAT 
ATCGTTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTAT 
TGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACA 
CATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAG 
TCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCG 
GTGGCCTAACCCTTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTAN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGATTAAACCGCCCTCG 
GGCGGACATACAGTGGCGAACGGGTGAGTAACACGTGACCAACCCGCCCCCTCCTCCGGGACAACCTCGGGAAACCGTGGCTAATACCGGATACTCCGGCNGCAG 
CGCATGCTGCGGCCGGGAAAGCCCAGACGGGAGGGGATGGGGTCGCGGCCCATCAGGTAGACGGCGGGGCAACGGCCCGCCGTGCCGACGACGGGTAGCCGGGCT 
GAGAGGCTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGGAACCCTGACGCAGCGACGCC 
GCGTGCGGGACGAAGGCCTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAACAATGACGGTACCTGCAGAAGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGG 


658878 Bacteria_16S 2782665 2782612 5 58 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

658878 Bacteria_16S 2855518 2855465 5 58 gi|219856887|ref|NR_024706.1| Pseudomonas flectens 
strain ATCC 12775 16S ribosomal RNA, partial sequence 2854985 2856506 Pseudomonas flectens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 

658878 Bacteria_16S 2866316 2866263 5 58 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

658878 Bacteria_16S 2921599 2921534 5 70 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

658878 Bacteria_16S 2927536 2927479 1 58 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

658878 Bacteria_16S 2991241 2991188 5 58 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

658878 Bacteria_16S 2992733 2992680 5 58 gi|219846928|ref|NR_026520.1| Legionella brunensis 
strain 441-1 16S ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

658878 Bacteria_16S 3051944 3051879 5 70 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 


strain GraMall 16S ribosomal RNA, 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

658878 Bacteria_16S 3056572 3056519 5 58 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

658878 Bacteria_16S 3065585 3065520 5 70 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

658878 Bacteria_16S 3151200 31511355 70 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

658878 Bacteria_16S 3160511 3160446 5 70 gi|219846815|ref|NR_026407.1| Desulfuromonas 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
658878 Bacteria_16S 3172568 31725155 58 gi|219846806|ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

658878 Bacteria_16S 3218148 3218083 5 70 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

658878 Bacteria_16S 3237926 3237857 1 70 gi|219846762|ref|NR_026354.1| Desulfofustis 


glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 323891 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desu 
Desulfofustis. 

658878 Bacteria_16S 3266448 3266395 5 58 gi| 219846743 |ref|NR_026335.1 
strain LLAP12 16S ribosomal RNA, partial sequence 3265947 32672 

Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Leg 
658878 Bacteria_16S 3267866 3267813 5 58 gi|219846742|ref|NR_026334.1 
strain L2 16S ribosomal RNA, partial sequence 3267345 32688 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
658878 Bacteria_16S 3296869 3296804 5 70 gi| 219846723 |ref|NR_026315.1 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudo 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivib 
658878 Bacteria_16S 3313559 3313494 5 70 gi|219846711|ref|NR_026303.1 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 

658878 Bacteria_16S 3379116 33790515 70 gi 
termitidis strain DSM 5308 16S ribosomal RNA, partial s 
termitidis Bacteria; Proteobacteria; Deltaproteobacteri 
Desulfovibrio. 
658878 Bacteria_16S 
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uence 
a; 


eq 
ri 


219846663 
equence 
a; 


3575908 3575855 5 58 

strain WO-44C 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Leg 
658878 Bacteria_16S 3594207 3594146 9 70 gi 


gi|219846525 


io 
219846512 


cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 


complete sequence 3051418 30529 


Desul 


Desulfo 


3575389 35768 
nellacea 
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vibr 
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e; L 


3313036 33145 


3378593 33800 


3 
brionales; D 
NR_026255.1 
9 
s 


ionales; De 


NR_026117.1 


egionella. 


ref 


42 Malonomonas rubra Bacteria; 


7 Desulfofustis 
lfobulbaceae; 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Desulfovibrio 

8 Desulfovibrio 
esulfovibrionaceae; 


Desulfovibrio 
8 Desulfovibrio 


ulfovibrionaceae; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


NR_026104.1 


Clostridium 


3593717 3595203 Clostridium 


cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


Legionella drancourtii 
94 Legionella drancourtii LLAP12 


658878 Bacteria_16S 3630502 3630433 1 70 
strain Dfr2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
658878 Bacteria_16S 3632023 3631958 5 70 
strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
658878 Bacteria_16S 


3633487 36334345 58 


succiniciproducens strain S411 16S ribosomal RNA, partial 


succiniciproducens Bacteria; 
Anaerobiospirillum. 
658878 Bacteria_16S 


Proteobacteria; 


3677842 3677773 1 70 


Deltaproteobacteria; Desulfuromonadales; 


Desulfuromonadales; 


gi|219846485 
3629961 36314 


gi|219846484 
3631486 36329 
gi|219846483 


gi|219846452 


thermophilus strain BMA1 16S ribosomal RNA, partial sequence 


thermophilus Bacteria; 
658878 Bacteria_16S 
gabonensis strain 


Deferribacteres; 


3767471 3767406 5 70 


Desulfovibrio. 
658878 Bacteria_16S 3835560 3835507 5 58 
strain C-1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
658878 Bacteria_16S 3841684 3841619 5 
lacurosei strain H200 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; 
658878 Bacteria_16S 3983251 3983198 5 58 
strain CL-SP19 16S ribosomal RNA, partial sequence 
Proteobacteria; 
658878 Bacteria_16S 3999593 3999528 5 70 
strain 25-4 16S ribosomal RNA, partial sequence 
Proteobacteria; 
658878 Bacteria_16S 4017606 40175415 70 
strain SW-154 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Kangiella. 
658878 Bacteria_16S 4020694 40206415 58 
flavimaris strain 


70 


Marinobacter. 
658878 Bacteria_16S 
strain SRL4225 16 
Proteobacteria; 
658878 Bacteria_16S 4078184 4078115 1 
phenolicus strain LR7.2 16S ribosomal RNA, 
phenolicus Bacteria; Firmicutes; Clostridia; 
658878 Bacteria_16S 4082873 4082809 8 


4064574 4064509 5 70 
S ribosomal RNA, partial sequence 


70 


72 


Deferribacterales; 


SEBR 2840 16S ribosomal RNA, partial 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; 


Gammaproteobacteria; Oceanospirillales; 


complete sequence 
Halanaerobiaceae; 


Gammaproteobacteria; Alteromonadales; 


Deltaproteobacteria; Desulfovibrionales; 


complete sequence 
Clostridiales; 


219846386 
sequence 


gi 


gi| 219846338 
3835060 38365 


219846334 
38411 


gi 
gi|219846236 
3982735 39841 


gi|219846225 
3999120 40005 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi| 219846211 
4017086 40185 


gi|219846209 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; 


gi|219846176 
4064043 40655 
Desul 


gi|219846167 


gi|219846164 


Geobacteraceae; 


Geobacteraceae; 


sequence 3633011 36344 
Gammaproteobacteria; 


Deferribacteraceae; 


Desulfovibrionales; 


Halomonadaceae; 


Idiomarinaceae; 


Alteromonadales; 


fovibrionaceae; 


Peptococcaceae; 


ref|NR_026077.1| Geobacter pelophilus 
35 Geobacter pelophilus Bacteria; 
Geobacter. 

ref|NR_026076.1| Geobacter bremensis 
60 Geobacter bremensis Bacteria; 
Geobacter. 

NR_026075.1| Anaerobiospirillum 
78 Anaerobiospirillum 
Succinivibrionaceae; 


ref 
Aeromonadales; 


ref|NR_026043.1| Deferribacter 
3677295 3678845 Deferribacter 
Deferribacter. 
ref|NR_025977.1| Desulfovibrio 
3766971 3768387 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_025928.1|] Halomonas halodurans 
33 Halomonas halodurans Bacteria; 
Halomonas. 
ref|NR_025924.1| Halanaerobium 

23 3842666 Halanaerobium lacurosei 
Halanaerobium. 

ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 
Idiomarina. 
ref|NR_025815.1| Silanimonas lenta 

01 Silanimonas lenta Bacteria; 
Silanimonas. 

ref|NR_025801.1| Kangiella aquimarina 
81 Kangiella aquimarina Bacteria; 


ref|NR_025799.1| Marinobacter 
4020178 4021672 Marinobacter 
Alteromonadaceae; 


ref|NR_025766.1| Desulfovibrio bastinii 
18 Desulfovibrio bastinii Bacteria; 
Desulfovibrio. 
ref|NR_025757.1|] Cryptanaerobacter 
4077655 4079183 Cryptanaerobacter 
Cryptanaerobacter. 


ref|NR_025754.1| Paenibacillus 


sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
658878 Bacteria_16S 4105309 4105245 8 72 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 


strain MB 1871 16S ribosomal RNA, partial sequence 


4104804 41063 


11 Paenibacillus lactis Bacteria; 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

658878 Bacteria_16S 4191128 41910755 58 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

658878 Bacteria_16S 135545 135493 1 53 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 


gerencseriae Bacteria; Actinobacteria; Actinobacteridae 


Actinomycetaceae; Actinomyces. 

658878 Bacteria_16S 190382 190330 5 57 
strain BG8 16S ribosomal RNA, partial sequence 
Proteobacteria; 
658878 Bacteria_16S 


193402 193350 5 57 


whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; Methylobacter. 

658878 Bacteria_16S 196423 196371 5 57 
strain A30 16S ribosomal RNA, partial sequence 
Proteobacteria; 
658878 Bacteria_16S 
strain SEBR 7054 
Thermotogae; Thermotogales; 
658878 Bacteria_16S 


247229 247177 1 53 


Thermotogaceae; 
515384 515332 5 


57 


marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 


gi| 265678936 
189853 19130 


Gammaproteobacteria; Methylococcales; Methylococc 


gi| 265678934 


gi| 265678932 
195893 19735 


Gammaproteobacteria; Methylococcales; Methylococc 


gi| 265678897 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotoga. 


gi| 265678708 


; Actinomycetales; 


Actinomycineae; 


ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 

ref|NR_029242.1] Methylobacter 

192873 194334 
Methylococcales; 


ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 
ref|NR_029205.1| Thermotoga hypogea 

7 Thermotoga hypogea Bacteria; 


ref|NR_029013.1| Reinekea 


514864 516365 Reinekea 


marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 


658878 Bacteria_16S 527704 527636 1 69 gi|265678700|ref|NR_029005.1| Enhydrobacter 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

658878 Bacteria_16S 626284 626220 11 75 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 
658878 Bacteria_16S 664219 664167 1 53 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 


658878 Bacteria_16S 665798 665730 1 69 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

658878 Bacteria_16S 673353 673305 7 55 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 


strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
658878 Bacteria_16S 883713 883643 1 70 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 
658878 Bacteria_16S 1215686 1215632 5 59 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
658878 Bacteria_16S 1435103 1435040 8 71 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
658878 Bacteria_16S 1607867 1607803 7 71 gi|219878471|ref|NR_025610.1| Shewanella 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 1608812 Shewanella 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 
658878 Bacteria_16S 1692934 1692882 1 53 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
658878 Bacteria_16S 1729565 1729509 1 57 gi|219878388|ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
658878 Bacteria_16S 1778080 1778017 8 71 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


658878 Bacteria_16S 1779629 1779566 8 71 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

658878 Bacteria_16S 2060027 2059975 1 53 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

658878 Bacteria_16S 2226854 2226791 8 71 gi|219857581|ref|NR_025169.1| Paenibacillus 


kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


658878 Bacteria_16S 2339216 2339168 5 53 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
658878 Bacteria_16S 2345323 2345260 8 71 gi|219857497|ref|NR_025085.1| Paenibacillus 


granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
658878 Bacteria_16S 2431917 2431854 8 71 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
658878 Bacteria_16S 2439528 2439472 1 57 gi|219857428|ref|NR_025016.1| Methylobacter 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 2440521 Methylobacter 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylobacter. 
658878 Bacteria_16S 2533309 25332415 73 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

658878 Bacteria_16S 2643149 2643086 8 71 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
658878 Bacteria_16S 2722707 2722655 1 53 gi|219857173|ref|NR_024801.1] Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
658878 Bacteria_16S 2778262 2778199 8 71 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
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658878 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


658878 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


658878 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


658878 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


658878 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


658878 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


658878 Bacteria_16S 


olearium strain S 
Bacteria; Firmicu 


658878 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


658878 Bacteria_16S 


strain VKM Ac-145 
Actinobacteria; A 


658878 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


658878 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


658878 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


658878 Bacteria_16S 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


658878 Bacteria_16S 


strain DSM 40297 
Actinobacteria; A 


658878 Bacteria_16S 


strain DSM 43377 
Actinobacteria; A 


658878 Bacteria_16S 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


Nocardiopsis. 
1916461 19164101 52 gi 
16S ribosomal RNA, partial sequence 


lales; Bacillales Family X. Incertae S 
1980410 1980359 1 52 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

2252738 2252691 1 48 
bosomal RNA, partial sequence 


al 
ba 


gi 


Stre 
gi 


pt 
2266678 2266627 1 52 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2312131 2312080 1 52 gi 
in 34 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Geobacil 
2333302 2333255 1 48 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2401426 2401379 1 48 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

2407588 2407537 1 


nc 
lu 


al 
e; 


ue 


52 gi 


avobacteria; Flavobacteriales; Flavobact 
2453292 24532411 52 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2466906 2466859 8 55 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2504445 2504398 8 55 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2510587 2510540 1 48 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1 
ti 


Cl 


sp 


al 


2512094 2512047 1 48 gi 
7 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2788877 2788815 8 70 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2790294 2790243 1 52 gi 


pt 


ce 
ni 


ogae; Thermotogales; Thermotogaceae; The 
2827895 2827844 1 52 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
3255873 3255826 1 48 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


3257386 3257339 1 


s 


48 gi 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3258898 3258851 1 48 


pt 


ctinobacteridae; Actinomycetales; Stre 
3260408 3260361 1 48 gi 
albirubida strain DSM 40465 16S rib 


pt 
p.- Os 


Streptosporangineae; Nocardiopsaceae; No 


658878 Bacteria_16S 


ed 


is; 


e 
s 


se 


nce 


ira 


es; 


bac 


3322695 3322644 1 52 gi 


219878250 


19159 


Ther 
219878208 

sequenc 
cteridae 


219857564 
2252243 22536 
osporang 
219857555 
2266147 22676 


219857521 


23115 


219857507 


quenc 


Actinomycet 
219857459 
Actinomyc 


219857455 
6S ribosomal RNA, partial sequence 2407067 24085 
eriaceae 
219857417 
sequence 
nomyceta 
219857405 
2466381 24678 
ostridiu 
219857379 


25039 
ceae; 


219857370 


25100 


Stre 


219857369 


25115 


osporang 
219857124 


27883 


illus. 
219857123 
6S ribosomal RNA, partial sequence 2789778 27912 
rmotoga. 
219856905 
2827347 28288 


219846750 
equence 
Actinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
osporang 
219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
osporang 
219846747 
omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 
cardiops 
219846704 


Streptosporangineae; 


ref|NR_025389.1 
11 1917433 Thermo 


Thermosipho geolei 
sipho geolei Bacteria; 


motogales; Thermotogaceae; Thermosipho. 
1968291 1968240 1 52 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 


micanus. 

ref |NR_025347.1 
e 1979903 198138 
Actinomycetale 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


, 


Nocardiopsis composta 
96 Nocardiopsis composta Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025143.1| Geobacillus toebii 

57 Geobacillus toebii Bacteria; 


ref|NR_025152.1 


ref|NR_025109.1 
80 2313074 Geobac 


Geobacillus 
illus subterraneus 


ref|NR_025095.1 
e 2332775 233429 
ales; Strept 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


ref |NR_025047.1 
2400924 240237 
etales; Streptos 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


ref|NR_025043.1| Riemerella columbina 
26 Riemerella columbina Bacteria; 
; Riemerella. 
ref|NR_025005.1 
2452794 245426 
ceae; Thermoflavimicrobium. 
ref|NR_024993.1| Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 
m. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 


Thermoflavimicrobium 
8 Thermoflavimicrobium 


Sporobacterium 
acterium olearium 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


ref |NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref|NR_024752.1 
65 2789727 Paenib 


Nocardiopsis tropica 

iopsis tropica Bacteria; 

saceae; Nocardiopsis. 
Paenibacillus 

acillus koleovorans 


ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


ref|NR_024726.1| Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 
ref|NR_026341.1| Nocardiopsis listeri 
45 Nocardiopsis listeri Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_026340.1| Nocardiopsis alba 

56 Nocardiopsis alba Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_026339.1| Nocardiopsis 

partial sequence 3259907 3261367 


is. 
ref 


NR_026296.1| Thermoanaerobacterium 


aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 


aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family 


Incertae Sedis; T 


hermoanaerobacterium. 


IItl. 


658878 Bacteria_16S 3451086 3451035 1 52 gi|219846609|ref|NR_026201.1| Thermotoga elfii 
strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 3452089 Thermotoga elfii Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

658878 Bacteria_16S 3526986 3526939 8 55 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 3718382 37183311 52 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

658878 Bacteria_16S 3773470 3773401 1 70 gi| 219846382 |ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
658878 Bacteria_16S 3815942 3815891 1 52 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

658878 Bacteria_16S 4061467 4061420 1 48 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
658878 Bacteria_16S 4198573 4198511 8 70 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

658878 Bacteria_16S 4216814 4216767 1 48 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

658878 Bacteria_16S 4236463 4236412 1 52 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

658878 Bacteria_16S 48877 48821 1 57 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
658878 Bacteria_16S 56582 56532 5 55 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

658878 Bacteria_16S 100390 100328 8 70 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

658878 Bacteria_16S 101957 101895 8 70 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

658878 Bacteria_16S 149010 148948 11 73 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

658878 Bacteria_16S 150590 150528 8 70 gi| 265678962 |ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 182620 182558 8 70 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 


strain 6VI 16S ri 


bosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 191892 191842 5 55 gi| 265678935 |ref|NR_029243.1 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methyl 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
658878 Bacteria_16S 233204 233142 8 70 gi| 265678907 |ref|NR_029215.1 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Rhodobacter. 

658878 Bacteria_16S 353281 353219 8 70 gi|265678821|ref|NR_029126.1 


strain 941 16S ri 
Proteobacteria; A 


658878 Bacteria_16S 


strain AS130 16S 
Proteobacteria; A 


658878 Bacteria_16S 


strain B7-43 16S 
Proteobacteria; D 


658878 Bacteria_16S 


bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
354740 354678 8 70 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
362248 362186 8 70 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


Hypho: 
gi 


Hypho: 
gi 


182124 18361 


352821 35423 
microbiace 


265678820 


354284 35569 
microbiace 


265678813 


361716 36321 
Desulfov 


’ 


363697 363635 8 70 gi 


265678812 


ae; 
ref 


Rhodoplanes 
NR_029125.1 


ae; Rhodoplanes 
ref |NR_029118.1 
3 Desulfovibrio 
ibrionaceae; Des 


2 Clostridium irregulare Bacteria; 


Methylomonas 
omonas aurantiaca 
Methylomonas. 
Rhodobacter 
Rhodobacter 
bacteraceae; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 


v 
ref|NR_029117.1 


Phenylobacterium 


lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 


658878 Bacteria_16S 381774 381712 8 70 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

658878 Bacteria_16S 417296 417234 8 70 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
658878 Bacteria_16S 431143 431081 8 70 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

658878 Bacteria_16S 438952 438890 8 70 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

658878 Bacteria_16S 448134 448072 8 70 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

658878 Bacteria_16S 629354 629292 8 70 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

658878 Bacteria_16S 633900 633838 11 73 gi|265678628|ref|NR_028933.1| Fusobacterium equinum 


strain VPB 4027 1 
Fusobacteria; Fus 


658878 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


658878 Bacteria_16S 
6S ribosomal RNA, partial sequence 702960 70436 


strain ThSch 12 1 
Proteobacteria; 


strain MDA5527 16 


Proteobacteria; Alphaproteobacteria; 
658878 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
658878 Bacteria_16S 


strain U 16S ribo 


Bacillales; Bacil 


658878 Bacteria_16S 


strain WSU 86/104 


ammaproteobacteria; Chromatiales; Chromatiaceae; 

741524 741462 8 70 gi| 265678553 

S ribosomal RNA, partial sequence 741046 74252 

Rhodospirillales; Acetobacte 

767916 767854 8 70 gi| 265678534 

osomal RNA, partial sequence 767437 76891 

Rhizobiales; Hyphomicrobiace 

839995 839925 1 71 gi| 265678486 

somal RNA, partial sequence 839468 840930 Geoba 
laceae; Geobacillus. 

973177 973123 1 55 gi| 265678395 

4 16S ribosomal RNA, complete sequence 97261 

Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
1069186 1069124 8 70 gi| 265678331 


658878 Bacteria_16S 


strain W1-2B 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
658878 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


658878 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


658878 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


658878 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


658878 Bacteria_16S 


1279 16S ribosoma 
Deinococcus-Therm 


658878 Bacteria_16S 


DSM 9946 16S ribo 
Deinococcus-Therm 


658878 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


658878 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


658878 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


658878 Bacteria_16S 


G 
658878 Bacteria_16S 


ribosomal RNA, partial sequence 


1070677 1070615 8 70 gi 
lphaproteobacteria; Rhodospirillales; 
1079498 1079436 8 70 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
1094668 1094606 8 70 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1100601 1100539 8 70 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


Clostridiaceae; 


1158152 1158102 1 51 gi 
1 RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
1162731 1162681 1 51 gi 


somal R 
us; Deinococci; Thermales; 
1176428 1176366 8 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1183953 1183891 8 70 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
1214206 12141525 59 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


v 


gi 


Thermaceae 
70 


6S ribosomal RNA, partial sequence 633402 63487 


1068707 10701 
aulobacter 


265678330 


16S ribosomal RNA, partial sequence 1070184 10716 


Rhodospiri 
265678323 


1079018 10804 


Acetobacte 
265678313 
10942 
rillales; 
265678309 


1100149 11015 


Clostridiu 
228721491 


1157686 1159115 Meiot 
Meiothermus. 


228720981 


NA, partial sequence 1162257 1163688 Meiot 
Meiothermus. 


228718376 


1175949 11773 


idiaceae; 

228717037 
ce 11834 
Ruminococc 
224581436 


1213697 12151 


Halomonad 


1339639 1339577 8 70 gi 


ref 


race 
ref 


ae; 
ref 
cill 


ref 


ref 


acea 
ref 


llac 
ref 


race 
ref 


Acet 
ref 


m. 
ref 


herm 


ref 
herm 


ref 


Clos 
ref 


acea 
ref 


acea 


228721340 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 


3 Fusobacterium 


7 974173 Waddli 


33 Brevundimonas 
Brevundimonas. 


43 1095577 Aceto 


85 1184849 Anaer 


NR_028857.1 


ae; Roseomon 
NR_028838.1 


Devosia. 
NR_028789.1 
us uzenensis 


NR_028697.1 


NR_028633.1 


e; 
NR_028632.1 


eae; Tistrel 
NR_028625.1 


ae; Acetobac 
NR_028615.1 
b 
obacteraceae 
NR_028611.1 


NR_027614.1 
us ruber DSM 


NR_027600.1 
us silvanus 


NR_027573.1 


tridium. 
NR_027558.1 
° 
e; Anaerotru 
NR_027218.1 


e; Halomona 


ref 


equinum Bacteria; 


obacteriales; Fusobacteriaceae; Fusobacterium. 

697576 697514 8 70 gi| 265678584 |ref|NR_028889.1| Brevundimonas 
CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

703490 703440 5 55 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 


5 Lamprocystis purpurea Bacteria; 
Lamprocystis. 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Brevundimonas nasdae 
nasdae Bacteria; 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 

Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Clostridium hiranonis 


’ 


41 Clostridium hiranonis Bacteria; 


Meiothermus ruber DSM 
1279 Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
s. 


NR_027605.1 


Magnetospirillum 


1339181 1340623 Magnetospirillum 


gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 
658878 Bacteria_ 


diazotrophicus st 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirilla 
Gluconacetobacter. 

658878 Bacteria_16S 1357963 1357901 11 73 gi|228720055|ref|NR_027588.1 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 135754 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriace 
658878 Bacteria_16S 1504712 1504650 8 70 gi|219846440|ref|NR_026031.1 


ATCC 49989 strain 
ATCC 49989 Bacter 


658878 Bacteria_ 


goodfellowii stra 


goodfellowii DSM 
658878 Bacteria_ 
strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


658878 Bacteria_ 


karajensis strain MA-2 16S ribosomal RNA, partial seque 
Firmicutes; 


Bacteria; 
658878 Bacteria_ 


echinoides strain 
echinoides Bacter 


658878 Bacteria_ 
strain WAL 14325 
Fusobacteria; 


strain DSM 10404 
Bacteria; 


strain DSM 2665 1 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
658878 Bacteria_16S 


strain ATCC 15257 
Bacteria; 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
658878 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; 


strain HSL-3 16S 
Firmicutes; Bacil 


658878 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; 


fermentum strain 
Bacteria; Firmicu 


658878 Bacteria_16S 


strain KMM 3299 1 
Proteobacteria; 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


658878 Bacteria_16S 


strain VP-6 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
658878 Bacteria_16S 


strain VP-5 16S r 


Fus 
658878 Bacteria_16S 


Firmicu 
658878 Bacteria_16S 
alexandrii strain 
alexandrii Bacter 
658878 Bacteria_16S 
strain SE3104 16S 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
658878 Bacteria_16S 


Proteob 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 
roseopersicina st 
roseopersicina Ba 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


16S 1353413 1353351 8 70 gi 
rain PAl 5 16S ribosomal RNA, partial 


228720330 
sequence 


164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
16S 1564918 1564856 11 73 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobacteriales; F 
16S 1682262 1682208 1 55 gi|219878420 
ribosomal RNA, partial sequence 1681727 16832 
nomycineae 
219878406 
nce 17017 
llus. 
219878405 
sequence 


uence 
les; Eubac 
219846059 
uence 


16S 1702249 1702187 8 70 gi 
Bacillales; Bacillaceae; Halobaci 
16S 1703738 1703676 8 70 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; Rhizobi 
16S 1720494 1720432 11 73 gi| 219878394 
16S ribosomal RNA, partial sequence 1719990 17214 
obacteriales; Fusobacteriaceae; Cetobacterium. 
1823848 1823786 8 70 gi| 219878320 
16S ribosomal RNA, complete sequence 18233 
tes; Bacillales; Bacillaceae; Halobaci 
1828297 1828235 8 70 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteria; Rhodoba 
1851301 1851239 8 70 gi| 219878301 
ribosomal RNA, partial sequence 1850849 18521 
Rhodospiri 
219878186 


llus. 
219878317 
quence 


2014363 2014301 8 70 gi 
6S ribosomal RNA, partial sequence 2013915 20153 
yphomonada 
219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
2029277 2029227 5 55 gi|219878176 
S ribosomal RNA, partial sequence 2028754 20301 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
2061548 2061498 5 55 gi| 219878149 
rain DSM 229 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Gammaproteobacteria; Chr 
2119472 2119410 8 70 gi|219857655 
ribosomal RNA, partial sequence 2118933 21204 
lales; Bacillaceae; Halobacillus. 
2189067 2189021 13 59 gi|219857606 
6S ribosomal RNA, partial sequence 2188558 21900 
ammaproteobacteria; Alteromonadales; Shewanellac 
2190631 2190569 8 70 gi| 219857605 
Z-7984 16S ribosomal RNA, partial sequence 21901 
tes; Bacillales; Bacillaceae; Amphibacillus. 

2442573 2442515 13 71 gi|219857424 
6S ribosomal RNA, partial sequence 2442080 24435 
ammaproteobacteria; Alteromonadales; Shewanellac 
2509030 2508968 8 70 gi| 219857371 
FN-Cf£55 16S ribosomal RNA, partial sequence 


; Proteobacteria; Alphaproteobacteria; Rhodospir 


2021739 2021677 8 70 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023228 2023166 8 70 gi 

16S ribosomal RNA, partial sequence 


2537661 2537599 8 70 
ibosomal RNA, partial sequence 


gi] 219857352 
2537193 25385 
yphomonada 


ref|NR_027591.1 
1352934 135441 


1504208 150555 
teriaceae; Eubac 
ref |NR_025649.1 

1564412 156589 
usobacteriaceae; 
ref|NR_025559.1 
; Actinomycetace 
ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref |NR_025533.1 
59 Cetobacterium 


ref|NR_025459.1 
01 1824836 Haloba 


ref|NR_025456.1 
1827843 182926 
cterales; Hyphom 
ref|NR_025440.1 


llac 
ref 


eae; Roseosp 
NR_025325.1 
ceae; Hyphomona 
ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025315.1 


Chromatium. 
ref |NR_025288.1 

2061023 206241 
omatiales; Chrom 
ref|NR_025244.1 
54 Halobacillus 


ref|NR_025195.1 


eae; Shewanella. 
ref|NR_025193.1 
08 2191561 Amphib 
ref|NR_025012.1 
eae; Shewanella 
ref|NR_024959.1 

2508571 251001 
illales; Acetoba 


ref|NR_024940.1 


ceae; Hyphomonas 


2539065 2539003 8 70 
ibosomal RNA, partial sequence 


gi|219857351 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 
Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Halobacillus 
cillus karajensis 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Cetobacterium somerae 
somerae Bacteria; 


Halobacillus trueperi 
cillus trueperi 


Oceanicaulis 
6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Ss. 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Chromatium okenii 


44 Chromatium okenii Bacteria; 


Lamprocystis 

5 Lamprocystis 
atiaceae; Lamprocystis. 
Halobacillus salinus 


salinus Bacteria; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Amphibacillus 
acillus fermentum 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 


cteraceae; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


ref |NR_024939.1 


Hyphomonas hirschiana 


2538597 2539930 Hyphomonas hirschiana Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


658878 Bacteria_16S 2564716 2564654 8 70 gi 


acidaminophilum strain DSM 3953 16S ribosomal RNA, partia 
Clostri 
219857286 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial 
Clos 
219857269 
16S ribosomal RNA, partial sequence 2598095 25994 
De 
219857255 
16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fami 


acidaminophilum Bacteria; Firmicutes; Clostridia; 
658878 Bacteria_16S 2572379 2572317 8 70 gi 
methoxybenzovorans Bacteria; Firmicutes; 
658878 Bacteria_16S 2598612 2598543 1 

strain SMCC W459 
Firmicutes; 
658878 Bacteria_16S 
strain SEBR 4211 
Firmicutes; 
658878 Bacteria_16S 


Clostridia; 

70 gi 
Clostridia; Clostridiales; 
2615586 2615524 8 


Peptococcaceae; 
70 gi 


Clostridia; Clostridiales; 


2627869 2627807 8 70 gi 


halotolerans strain NN 16S ribosomal RNA, partial sequenc 
Gracilibac 
219857191 


Bacteria; Firmicutes; 
658878 Bacteria_16S 
floricola strain 
Bacteria; 
658878 Bacteria_16S 2709174 2709112 8 70 
strain AA08 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
658878 Bacteria_16S 2733403 2733357 13 59 gi 
strain SM2-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
658878 Bacteria_16S 2734893 2734847 13 59 


Bacillales; Bacillaceae; 


2695484 2695422 8 70 gi 


gi 


gi 


schlegeliana Bacteria; Proteobacteria; 


219857291 
1 sequence 2564201 25657 


219857246 


S-877 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rhodospiri 
219857182 
2708714 27 
Ac 
219857165 
2732909 27 
wanel 
219857164 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequ 
Gammaproteobacteri 


She 


ref|NR_024922. 


diales; Eubacteriaceae; 
ref|NR_024917. 
sequence 
tridiales; 
ref 


sulfotomaculum. 
ref 
ly XII. Incertae Sedis; 
ref 
e 26273 
illus. 

ref 
e 26950 
llales; 

ref 
101 
etobacteraceae; 
ref 


Asaia. 


343 
laceae; 
ref 

2734399 27358 
Alteromonadales; 


ence 
a; 


2571864 25733 
Clostridiace 
NR_024900.1 
55 Desulfotomaculum putei Bacteria; 


NR_024886.1 
84 Fusibacter paucivorans Bacteria; 


NR_024876.1 
22 2628862 Graci 


NR_024819.1 
10 2696445 Sacch 
Acetobacteracea 
NR_024810.1 
24 Asaia krungthepensis Bacteria; 


NR_024793.1 
48 Shewanella sairae Bacteria; 
Shewanella. 
NR_024792.1 


She 


3 


0 


7 
ae; 


1 


wanellaceae; 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Clostridium 
7 Clostridium 
Clostridium. 
Desulfotomaculum putei 


Fusibacter paucivorans 
Fusibacter. 
Gracilibacillus 


ibacillus halotolerans 


Saccharibacter 


aribacter floricola 
e; 


Saccharibacter. 
Asaia krungthepensis 


Shewanella sairae 


Shewanella 
8 Shewanella 
Shewanella. 


658878 Bacteria_16S 2736383 2736337 13 59 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

658878 Bacteria_16S 2761537 2761475 8 70 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

658878 Bacteria_16S 2794696 2794634 8 70 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

658878 Bacteria_16S 2809778 2809716 8 70 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

658878 Bacteria_16S 2824824 2824762 8 70 gi|219856907|ref|NR_024728.1| Asaia bogorensis 


strain 71 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
658878 Bacteria_16S 2877338 2877276 8 70 gi 
halophilum strain 
halophilum Bacteria; Firmicutes; Bacillales; 
658878 Bacteria_16S 2933528 2933470 13 71 gi 
jannaschii strain IFO 15466 16S ribosomal RNA, partial 


Marinobacterium. 
658878 Bacteria_16S 2936521 2936459 8 
multivorum strain AIU 301 16S ribosomal RNA, 


70 gi 


Acidiphilium. 


658878 Bacteria_16S 3001962 3001900 8 70 gi 


thermoruber strain BT2 16S ribosomal RNA, partial sequenc 
Brevi 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
658878 Bacteria_16S 3004987 3004925 8 70 gi 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylo 


658878 Bacteria_16S 3025982 3025920 8 70 gi 
immobile strain E 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacte 


658878 Bacteria_16S 3110512 3110446 8 74 


gi 


hydroxybenzoicum strain BT 16S ribosomal RNA, partial seq 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostr 


658878 Bacteria_16S 3121157 3121095 8 70 gi 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial seq 
Paenibacill 


oxalivorans Bacteria; 
658878 Bacteria_16S 


Firmicutes; Bacillales; 
3122704 3122642 8 


70 gi 


2824364 28257 
etobacteraceae; 
219856873 
ence 


Ac 


DSM4771 16S ribosomal RNA, partial sequ 
Bacillaceae; 
219856834 
sequence 


jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; 


219856832 
complete sequence 


multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


219846922 
e 
bacillus. 
219846920 


rales; 
219846848 
uence 
idiales; 
219846841 
uence 
aceae; 


Asaia. 

ref 
2876799 28783 

Salimicrobium. 

ref 
2933018 29344 

Alteromonadales; 


ref 
2936039 29374 
Rhodospirillales; 


ref 
30014 


ref 
30045 
Methylosinus 
ref 
30255 


ref 
3110031 31114 
ref 
3120644 31221 
Aneurinibacillus 


219846840 


ref 


NR_024692.1 


NR_024653.1 


NR_026514.1 
33 3002946 Brevib 


NR_026512.1 
29 3005936 Methyl 
cystaceae; 
219846906 NR_026498.1 
10 3026975 Phenyl 
Caulobacteraceae; 


NR_026440.1 


Peptococcaceae; 
NR_026433.1 


NR_026432.1 


1 


8 


Altero 


NR_024651.1 


8 


Aceto 


6 


4 


74 Asaia bogorensis Bacteria; 


Salimicrobium 
5 Salimicrobium 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Brevibacillus 
acillus thermoruber 


Methylosinus sporium 
osinus sporium Bacteria; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Ammoniphilus 

0 Ammoniphilus 
group; Ammoniphilus. 


Ammoniphilus 


oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


TAATACGTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGCAGGCGGCCGGCCAAGCGGGCCTCGTCGAAGCCGTGGGCTCAACCCGCGGAAGC 
GACCCGAACTGGCCGGCTCGAGTGAGGTAGGGGAGGATGGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGACGGCGAAGGCAGTCCTC 
TGGGCCTTCACTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCCAGCCGTAAACGATGGGCGCTAGGTGTGGGGGGCCGGA 
CCCCCCGTGCCGCAGCCAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATG 
TGGCTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTGAAGCGGCGGAAACGCCGTGGCCTGACCGGAGCCTGCACAGGTGGTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCGCATGTTGCCAGCATCAAGTTGGGGACTCATGCGGGACCGCCGGC 
GCCAAGCCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGCCCCTCATGCCCTGGGCTGCACACGTGCTACAATGGCCGGCACAGCGGGCTGCGACGCAGCGAT 
GCGGAGCGAATCCCTCAAAGCCGGCCCCAGTTCGGATCGGAGGCTGCAACCCGCCTCCGTGAAGCCGGAGTTGCTAGTAATCGCGGATCAGCACGCCGCGGTGAA 
TGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTCGTCTGCACCCGAAGCCGCCGGCCGAACCCGTTAAGGGGCGGAGGCGTCGAAGGTGTGGA 
GGGTGAGGGGGGTGAAGTCGTAACAAGGTAGCCGTACGGGAACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGAT 
CCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGTGGACTTCGGTCCGCGAGTAAAGTGGCGCACGGGTGAGTAACGCGTGA 
ATAATCTACCCCTGAATTTGGGATAACAGTTCGAAAGGGCTGCTAATACCGGATAACATTGTCTTTTTTACGGATTAGACAATCAAAGAGGGCCTCTCCTTGGAA 
GCTTTTGTTTGGGGATGAGTTCGCGTCCCATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACATCGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GAACTGACACACGGTCCAGATTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGYTCTTG 
GGTCGTAAAGCTCTGTCAAGTGGGAAGAAACCTCACATGATTAATACTCATGTGAATTGACGGTACCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAACACGGGGGGTGCAAGCGTTATTCGGATTTATTGGGCGTAAAGGGCGCGTAGGCGGCCATTTAAGTCGGGTGTGAAATCCCGGGGCTTAACCCCGGAACT 
GCATCCGATACTGGATGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCAGGTGTAGAGGTGAAATTCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGACTT 
CCTGGACCAATACTGACGCTGATGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTTGACAACTAGGTGTCGCGGGTAT 
TGACCCCTGCGGTGCCGGAGCTAACGCATTAAGTTGTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTHGACGCAACGCGCAGAACTTACCTGGACTTGACATCTCGGAAATCTCTTGGAAACTTGAGAGTGCCCTTCGGGGAATCCGATGACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTCAGTTACCAGCGCGTAATGGCGGGGACTCTGGAG 
ACACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTATGTACAAAGGGTCGC 
AAGCCAGCGATGGTGAGCCAATCCCATAAAGCATACCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCAT 
GCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGATTGTACCAGAAGTCGTTGGGCTAACCCTTCGGGGAAGCAGGCGCCT 
AAGGTATGGTTGATAATTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGG 
CTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGTGGACTTCGGTCCGCGAGTAAAGTGGCGCACGGGTGAGTAACGCGTGAATAAT 
CTACCCCTGAATTTGGGATAACAGTTCGAAAGGGCTGCTAATACCGGATAATATGATTTTTACTACGGTTTGAATCATCAAAGAGGGCCTCTCCTTGGAAGCTTT 
TGTTTGGGGATGAGTTCGCGTACCATTAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCTGCGATGGTTAGCTGGTTTGAGAGAATGATCAGCCACACTGGAACT 
GACACACGGTCCAGATYCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCTCTTGGGTCG 
TAAAGCTCTGTCAAGTGGGAAGAAACCTCACATGACTAATACTCATGTGAATTGACGGTACCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ACACGGGGGGTGCAAGCGTTATTCGGTATTATTGGGCGTAAAGGGCGCGTAGGCGGCCATTTAAGTCGGGTGTGAAATCCCGGGGCTTAACCCCGGAACTGCATC 
CGATACTGTATGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCAGGTGTAGAGGTGAAATTCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGACTTCCTGG 
ACCAATACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTTGTATACTAGGTGTAGCGGGTATTGACC 
CCTGCTGTGCCGCAGCTAACGCATTAAGTATACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGACTTGACATCTCGGAAATCTCTTGGAAACTTGAGAGTGCCCTTCGGGGAATCCGATGACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTCAGTTACCAGCGCGTTATGGCGGGGACTCTGGAGACAC 
TGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTATGTACAAAGGGTCGCTAAG 
CCGCGAGGCCAAGCCAATCCCATAAAGCATACCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGATTGTACCAGAAGTCGTTGGGCTAACCGTTTCGGCGGAGGCAGGCGCSTAA 
GGTATGGTTGATAATTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACA 
TGCAAGTCGAACGAGAAATTTCCCGCTTGCGGGAGAGAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGATAATCTACCTTCGAATCCGGAACAACATTGCGAAA 
GCGATGCTAATACCGGATAATATCTTAGTTTCTTCGGGAATTGAGATCAAAGACGGCCTCTGCTTGCAAGCTGTTGTTTGAAGATGAGTCCGCGTACCATTAGCT 
AGTTGGTGAGGTAACGGCTCACCAAGGCTGCGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTGAGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCCTTGGGTCGTAAAGCTCTGTCAAGTGGGAAGAAATGGTTG 
ATGGTTAATACCCTTCGATTTTGACGGTACCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCGGAATTA 
TTGGGCGTAAAGCGCGCGTAGGCGGTTTTGTAGGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAAGTGCATTTGAAACCCCGARACTTGAGTATGGGAGAGGG 
AAGTGGAATTCCAGGTGTAGAGGTGAAATTCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGTGCGAAGGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTTGTTCACTAGGTGTAGCGGGTATTGACTCCTGCTGTGCCGCAGCTAACGCATTAAGTGA 
ACCGCCTGGGGAGTACGATCGCAAGATTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTT 
ACCTGGATTTGACATCCTGAGAATCCCYTGGAAACTAGGGAGTGCCCTTCGGGGAACTCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCTTCAGTTGCCATCATTAAGTTGGGAACTCTGGAGATACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGA 
CGTCAAGTCCTCATGGCCCTTATATCCAGGGCTACACACGTGCTACAATGGCAGGTACAAAGGGTCGCAAGCCGGTGACGGTTAGCCAATCCCATAAAGCCTGCC 
TCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGAGAGTTGGTTGTACCAGAAGTCGTTGGGCTAACCCTTCSGGGAGGCAGGCGCCTAAAGTATGGTCGATAATTAGGGTGAARTCKTAACAAG 
TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAA 
GTCGAACGCGAACGGTTTCTTCGGAAACCTAGTAGAGTGGCGCACGGGTGAGTAACGCGTAAGTAATCTACCCTGATATCTGGGATAACAATTCGAAAGGATTGC 
TAATACCGGATACGTTGATTTATCAAGAAAGATGGCCTCTTCATGAAAGCTATTGTATCGGGAGGAGCTTGCGTACCATTAGCTAGTTGGTGGGGTAATGGCCTA 
CCAAGGCGACGATGGTTAGCGGGTCTGAGAGGATGATCCGCCACACTGGAACTGAAACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAAT 
GGGGGAAACCCTGACGCAGCGACGCCGCGTGGATGATGAAGGCCTTCGGGTCGTAAAATCCTGTCAGATGGGAAGAAATGCATAGAGGTCAATACCCTTTANGTT 
TGACGGTACCATCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAG 
GCGGCTTTTTAAGTCAGATGTGAAAGTCCTCGGCTCAACCGAGGAAGTGCATTTGAAACTGGGGAGCTTGAGTACTGGAGGGGATGGTGGAATTCCCGGTGTAGA 
GGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACCATCTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGGTGTTGGAGTGGTTAATCGCTTCATTGCCGGAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCG 
CAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCTTGACATCTCGGA 
AATCTCTTGGAAACAGGAGAGTGCCTCTTGAGGAATCCGATGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTGTCTYTAGTTGCCATCATTAAGTTGGGCACTCTAGAGAGACTGCCGGTGTCAAACCGGAGGAAGGTAGGGATGACGTCAAGTCCTCATGGCCTTT 
ATGACCAGGGCTACACACGTACTACAATGGCATAGACAAAGGGCAGCAACACAGCGATGTGAAGCCAATCCCATAAACTATGTCTCAGTCCGGATTGGAGTCTGC 
AACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTG 
GTTGTACCAGAAGCAGTTGAGCTAACCCTTCGGGGGGGCAGGCTGCCAAGGTATGGCTGGTAACTGGGGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNCTGGTTCAGAGCGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCACCTTCGGGTGAGCGGCGGACGGGTTAGTAACGCGT 
GGGAACGTACCCAGATCTAAGGAATAGCCACTGGAAACGGTGAGTAATACCTTATACGCCCTTCGGGGGAAAGATTTATCGGATTTGGATCGGCCCGCGTTAGAT 
TAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGAAGAAGGTCTTAGGATCGTAAAGCTCTTTCGCCAGGGATGATAA 
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3169524 3169474 1 51 gi| 219846808 
ain DSM 20540 16S ribosomal RNA, partial sequenc 
teria; Deinococcus-Thermus; Deinococci; Deinococ 
3231685 3231623 8 70 gi| 219846766 
16S ribosomal RNA, partial sequence 3231181 32326 
ridia; Clostridiales; Clostridiales Family XI. I 
3234765 3234695 1 71 gi| 219846764 
JW265 16S ribosomal RNA, partial sequence 32342 
tes; Clostridia; Clostridiales; Syntrophomonadac 
3246953 3246891 8 70 gi|219846756 
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1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
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5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 
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harei Bacteria; 
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ulfotomaculum. 
Pedomicrobium 
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omicrobium apsheronum 
aceae; Desulfomicrobium. 
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Clostridium roseum Bacteria; 
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e; 
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181079 181018 9 70 gi|265678942|ref|NR_029250.1| Clostridium 
ain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
197889 197828 9 70 gi|265678931|ref|NR_029239.1| Clostridium 
ain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
199522 199457 5 70 gi|265678930|ref|NR_029238.1| Pelobacter 
in WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
204204 204135 1 70 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
in H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
eria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 
210415 210354 9 70 gi| 265678922 |ref|NR_029230.1| Clostridium 
in McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
219730 219660 1 71 gi|265678916|ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
250292 250235 13 70 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 


us. 
Geobacter 
Geobacter 


sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

658878 Bacteria_16S 284903 284838 5 70 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
658878 Bacteria_16S 321237 321196 5 46 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 328998 328953 8 53 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

658878 Bacteria_16S 371133 371080 8 61 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

658878 Bacteria_16S 386435 386370 5 70 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
658878 Bacteria_16S 392599 392535 8 72 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

658878 Bacteria_16S 434314 434257 1 58 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
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subterraneus strain C2 
subterraneus Bacteria; 
Thermaerobacter. 
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ammaproteobacteria; Alteromonadales; 


e-pl10 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 


in NZva20 16S ribosomal RNA, partial s 
ribosomal RNA, partial sequence 
lales; 


ribosomal RNA, partial sequence 
ridia; 


hewanellac 
265678625 
ence 63798 
nadales; X 
265678590 
equence 
Deltaproteobacteria; Desul 
72 gi| 265678581 
701473 70290 
Paenibacillus. 
70 gi| 265678564 
725825 72731 
Clostridiales; Veillonellaceae; Succinisp 
764931 764870 9 70 gi| 265678536 
16S ribosomal RNA, complete sequence 76438 
Clostridia; Clostridiales; Veillonellaceae; 
801841 801772 1 70 gi| 265678511 
1 16S ribosomal RNA, complete sequence 
Firmicutes; Clostridia; Clostridiales; 


Ss 
gi 


eae; 


638494 638429 5 70 ref 


anth 


688441 688376 5 70 gi ref 


foba 
ref 


Proteobacteria; 
702018 701954 8 


Paenibacillaceae; 


726354 726293 9 ref 


ira. 
ref 
Mit 
ref 
Clostri 


858071 858006 5 70 gi 
16S ribosomal RNA, partial sequence 


265678473 |ref 


2 639478 Steno 


687908 68940 


9 Paenibacillus 


9 Succinispira 


5 765927 Mitsu 


801287 80283 


Shewanella 
NR_028930.1 
t 


omonadaceae 
NR_028895.1 
8 
cterales; De 
NR_028886.1 


NR_028868.1 


NR_028840.1 
° 
suokella. 
NR_028814.1 
8 


diales Famil 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Paenibacillus graminis 
graminis Bacteria; 


Succinispira mobilis 


mobilis Bacteria; 


Mitsuokella 
kella jalaludinii 


Thermaerobacter 
Thermaerobacter 


y XVII. Incertae Sedis; 


Desulfovibrio 


NR_028776.1 


857526 859025 Desulfovibrio mexicanus 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


658878 Bacteria_16S 


strain CFBP 4188 
Proteobacteria; 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


658878 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


658878 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


658878 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


strain GP1l 16S r 
Proteobacteria; G 


japonensis strain 
Bacteria; Bactero 


658878 Bacteria_16S 
n TA-67 16S ribosomal RNA, partial seq 


acidiphilus strai 
acidiphilus Bacte 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


658878 Bacteria_16S 
osomal RNA, partial sequence 


DSM 20544 16S rib 
Bacteria; Firmicu 


658878 Bacteria_16S 
SM 17244 16S ribosomal RNA, partial se 
Firmicutes; 


stercorihominis D 
stercorihominis D 


658878 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


G 


867265 867200 5 


906685 906620 5 


teria; Proteobacteria; 
936111 936050 
osomal RNA, partial 
eltaproteobacteria; 
970053 969988 


5 


5 
cteria; Proteobacteria; 


971612 971547 5 


1012905 1012836 1 


1061679 1061614 5 


idetes; 
1063225 1063180 8 


1120409 1120340 1 


1164269 1164208 9 
tes; Clostridia; 
1182467 1182422 8 


SM 17244 Bacteria; 
1223188 1223119 1 

ribosomal RNA, partial 
ridia; Clostridiales; 


658878 Bacteria_16S 


1268507 1268442 5 


70 


70 


66 


sequence 
Bdellovibrionales; 


70 


70 


70 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
658878 Bacteria_16S 


gi 


gi 


ain S'pore Tl 16S ribosomal RNA, parti 
Deltaproteobact 


gi 


935581 93704 
Bacteriov 


gi 


rain JJ 16S ribosomal RNA, partial seq 
Deltaproteobac 


gi 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
658878 Bacteria_16S 


gi 


1012401 10138 


758 16S ribosomal RNA, partial sequen 
Sphingobacteria; 


ria; Firmicutes; Bacillales; Alicyclob 
658878 Bacteria_16S 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


265678467 


16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; X 
658878 Bacteria_16S 


265678440 
eria; 
265678421 
265678397 
uence 

teria; 


265678396 


265678369 


anthomonad 


al sequenc 
Desu 


Des 


97110 
obacterale 


ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
aceae; Xanthomonas. 

ref|NR_028742.1| Desulforhopalus 

e 906169 907666 Desulforhopalus 
lfobacterales; Desulfobulbaceae; 


Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 

Desulfovibrio 

Desulfovibrio 
Desulfovibrionaceae; 


ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref |NR_028699.1 

969528 971049 
ulfovibrionales; 


Campylobacter lanienae 
obacter lanienae 

s; Campylobacteraceae; Campylobacter. 
ref|NR_028671.1| Moraxella caviae 

46 Moraxella caviae Bacteria; 


ref |NR_028698.1 
0 972566 Campyl 


oraxellaceae; Moraxella. 

70 gi|265678336|ref|NR_028638.1| Chitinophaga 

ce 1061167 1062648 Chitinophaga japonensis 
Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

53 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
uence 1062699 1064231 Alicyclobacillus 
acillaceae; Alicyclobacillus. 

70 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 

1119856 1121404 Anaeromyxobacter dehalogenans 
xococcales; Cystobacterineae; Myxococcaceae; 

70 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 


53 


70 
sequence 


70 


1163739 11652 
Clostridiales; Veillo 


gi 


Clostri 


gi 


1222664 12241 


Clostridiaceae; Caminicell 


gi 


nellaceae; 
228717350 
quence 

dia; 
219878346 


219846421 


Clost 


49 Mitsuokella multacida DSM 20544 
Mitsuokella. 
ref|NR_027562.1 
181973 118343 


Anaerofustis 

4 Anaerofustis 

ridiales; Eubacteriaceae; Anaerofustis. 
ref|NR_025485.1| Caminicella sporogenes 
19 Caminicella sporogenes Bacteria; 

a. 
ref 


R 


NR_026012.1| Desulfuromonas 


chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 

chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 

Desulfuromonas. 

658878 Bacteria_16S 1312062 13119975 70 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 

pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 

pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

Xanthomonas. 

658878 Bacteria_16S 1356484 1356423 9 70 gi|228720131|ref|NR_027589.1| Clostridium 

cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 

cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 1385156 1385099 1 58 gi|228716834|ref|NR_027556.1| Shewanella 

denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 

denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 

Shewanella. 

658878 Bacteria_16S 1497264 1497199 5 70 gi|219846665|ref|NR_026257.1| Halanaerobium 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

658878 Bacteria_16S 1578627 1578574 5 58 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 

strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

658878 Bacteria_16S 1654793 1654728 5 70 gi|219878438|ref|NR_025577.1| Thermomonas fusca 

strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

658878 Bacteria_16S 1700677 1700620 1 58 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 

strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

658878 Bacteria_16S 1706744 1706683 9 70 gi|219878403|ref|NR_025542.1] Clostridium diolis 


strain SH1 16S ri 
Firmicutes; Clost 


658878 Bacteria_16S 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 


ridia; Clostridiales; 


1767560 1767515 8 


bosomal RNA, partial sequence 


53 


1706248 17077 


Clostridiaceae; 


gi 


cl 
219878359 
17670 


ostridiu 


30 Clostridium diolis Bacteria; 
m. 
ref|NR_025498.1| Sedimentibacter 

74 1768507 Sedimentibacter saalensis 


Bacteria; Firmicutes; 
Sedimentibacter. 
658878 Bacteria_16S 
strain LMG 21857 
Proteobacteria; G 
658878 Bacteria_16S 
strain CHO01A 16S 
Proteobacteria; E 
658878 Bacteria_16S 
macestii strain M 
Bacteria; Proteob 
658878 Bacteria_16S 
ferrugineus strain Cb 
ferrugineus Bacteria; 
Cystobacteraceae; 
658878 Bacteria_16S 
broegbernensis strain 
broegbernensis Ba 
Pseudoxanthomonas. 
658878 Bacteria_16S 
nitritireducens s 
nitritireducens B 
Stenotrophomonas. 
658878 Bacteria_16S 
strain B1953/27.1 16S 
Proteobacteria; 
658878 Bacteria_16S 
burkinensis strai 
burkinensis Bacteria; 
658878 Bacteria_16S 
sibiricum strain 
Bacteria; Firmicutes; 
658878 Bacteria_16S 
skagerrakense str 
skagerrakense Bac 
658878 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; G 
658878 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 
658878 Bacteria_16S 
californiensis st 
californiensis Ba 
658878 Bacteria_16S 
mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 
658878 Bacteria_16S 


ria; 


brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 
Firmicutes; 


brasilensis Bacteria; 
658878 Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 


Bacteria; Proteob 
658878 Bacteria_16S 
acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 
658878 Bacteria_16S 
stercorarium subsp. 


Clostridiaceae; C 
658878 Bacteria_16S 
salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 
658878 Bacteria_16S 
strain LSv514 16S 
Proteobacteria; D 
658878 Bacteria_16S 

hyointestinalis subsp. 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 


ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


Cystobacter. 


cteria; 


train L2 16S ribosomal RNA, partial se 
acteria; 


Gammaproteobacteria; Xanthomonadales; xX 


n DSM 6283 16S ribosomal RNA, partial 
Z-7981 
ain D30 
teria; 


ribosomal RNA, partial sequence 
ammapro 


n CB- 


rain APO 16S ribosomal RNA, partial se 
cteria; 


ain 86FS1 16S ribosomal RNA, partial s 
teria; 


rain AMX 19 16S ribosomal RNA, partial 
cteria; 


leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 
lostridium. 


90002 16S ribosomal RNA, partial seque 


acteria; Actinobacteridae; Actinomycet 


ribosomal RNA, partial sequence 
eltaproteobacteria; 


Clostridia; Clostridiales; Clostridiales Family XI. 


1869423 1869366 1 58 219878288 |ref 


gi NR_025427.1 
eromonad 
gi| 219878238 
1934336 19357 
s; Campylo 
219878210 
19767 
ibrionales 
219878204 
sequence 


ia; Myxoco 


aceae; Glacieco 
ref|NR_025377.1 
49 Campylobacter 
bacteraceae; 
ref|NR_025349.1 
73 1978275 Desul 
Desulfomicrob 
NR_025343.1 
1986193 198770 
ccales; Cystobac 


1934822 19347575 70 


1977309 1977244 5 70 gi 
Desulfov 
70 gi 
complete 
Deltaproteobacter 


1986733 1986668 5 
fel8 16S ribosomal RNA, 
Proteobacteria; 


2041449 2041384 5 70 gi 
B1616/1 16S ribosomal RNA, partia 
Proteobacteria; Gammaproteobac 


219878167 
1 sequence 
teria; Xan 


NR_025306.1 
040918 204243 
thomonadales; X 


ref 


ND 


2043007 2042942 5 70 219878166 
quence 


cteria; 


ref|NR_025305.1 
2042490 204400 
nthomonadales; 


gi 


Proteobacteria; Gammaproteoba Xa 


2044584 2044519 5 70 gi 
ribosomal RNA, partial sequence 


219878165 

20440 
anthomonadaceae; 
219878159 NR_025298.1 
sequence 2048758 205026 
ales; Veillonellaceae; Ana 
219878117|ref|NR_025256.1 
ence 2103827 2105235 Anoxyn 


ref|NR_025304.1 


2049278 2049217 9 70 gi 
Clostridi 
53 gi 
16S ribosomal RNA, partial sequ 
Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 
2142071 2142006 5 70 gi|219857640|ref|NR_025229.1 
16S ribosomal RNA, partial sequence 2141553 214301 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
2146586 2146533 5 58 gi|219857637|ref|NR_025226.1 
2146078 21475 
teobacteria; Pseudomonadales; Pseudomonad 
2184468 2184403 5 70 gi|219857609 
226 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


Firmicutes; Clostridia; 
2104319 2104274 8 


aceae; Pseudomon 
ref|NR_025198.1 
2183928 218546 


Xanthomonadales; Xanth 


2237535 2237490 8 53 219857574 
quence 
idiales; C 
219857562 
equence 


eria; Desu 


gi 


Clostr 
gi 


Firmicutes; Clostridia; 
2255867 2255802 5 70 


Proteobacteria; Deltaproteobact 


2316673 2316609 8 72 gi|219857518 


Paenibaci 
70 gi 


Bacillales; 
2318123 2318058 5 


llaceae; P 
219857517 
ence 23175 
nadales; X 
219857516 
sequence 
teria; Xan 


ref|NR_025105.1 
82 2319121 Pseudo 


anthomonadaceae; 


2319715 23196505 70 gi 


1 


Proteobacteria; Gammaproteobac thomonadales; Xa 


2325778 2325717 9 70 219857512 


ribosomal 


ref 
RNA, 


gi NR_025100.1 


partial seq 


2409108 2409039 1 70 219857454 
nce 24085 


ales; Stre 


gi ref|NR_025042.1 
77 2410105 Strept 
ptosporangineae; 
2524201 2524136 5 


70 gi| 219857361 


2523668 25251 


ref|NR_024949.1 
53 Desulfotalea 
Desulfobacterales; Desulfobulbaceae; Desulfo 


f 
i 


a 


xX 


Incertae Sedis; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
1 


a. 
Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 

Cystobacter 
9 Cystobacter 
terineae; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
Luteimona 


Ss. 

Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Anoxynatronum 
atronum sibiricum 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Tindallia 

3 Tindallia 
indallia. 
Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Paenibacillus 
1 Paenibacillus 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 


2525685 2525620 5 70 gi|219857360|ref|NR_024948.1 
lawsonii strain CHY5 16S ribosomal RNA, partial sequence 


Campylobacter 
2525204 2526622 


Campylobacter hyointestinalis subsp. 


Campylobacterales 


658878 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


658878 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


658878 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


658878 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


658878 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


658878 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


658878 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


658878 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


658878 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


658878 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


658878 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


658878 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


658878 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


658878 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


658878 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


658878 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


658878 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


Campylobacteraceae; Campylobacter. 

2547914 2547869 8 53 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2603144 2603099 13 58 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2607834 2607777 1 58 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2641574 2641509 5 70 gi 


, 


eltaproteobacteria; Desulfobacterales; 
2716615 2716570 13 58 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2740752 2740695 1 58 gi 
S ribosomal RNA, partial sequence 


2757099 2757030 1 70 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


2779732 2779679 5 58 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2785745 2785700 8 53 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2811293 28112285 70 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2815772 2815719 5 58 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


2841593 2841528 5 70 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2850843 2850778 5 70 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2852412 2852347 5 70 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2857091 2857026 5 70 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2923135 29230705 70 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2960621 2960576 13 58 gi 
al RNA, partial sequence 
ia; Alteromonadales; Colwelliaceae; Co 
2971373 29713205 58 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


658878 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


658878 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


658878 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


Bacteria; 


2972888 2972835 5 58 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 
3000394 3000333 9 70 gi 
lales; Bacillaceae; Geobacillus. 

3027558 3027513 8 53 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Firmicutes; Clostridia; Clos 


658878 Bacteria_16S 


2602614 26041 


6S ribosomal RNA, partial sequence 2641027 26425 


2716108 27 


2740223 27 
ammaproteobacteria; Alteromonadales; Alteromo 
658878 Bacteria_16S 


2779259 27 


na 


na 


na 


2960112 2961625 Colwe 


er 


6S ribosomal RNA, partial sequence 2999867 30013 


tr 


219857345 

25473 

occaceae; 
219857266 


steurellac 
219857263 
ial sequen 
eria; Ocea 
219857230 


Desulfoba 
219857177 
175 
olwelliace 

219857160 
416 
nad 

219857148 
al sequenc 
diales; Cl 


219857130 
806 
otrichacea 
219857126 
ial sequen 
clobacilla 
219857109 
sequence 
avobacteri 
219856913 
equence 
ia; Pseudo: 


’ 


219856896 
ce 28410 
naerobiace 
219856890 
1 sequence 
ia; Pseudo: 


v 


219856889 
28518 
dales; X 
219856886 
28565 
dales; X 
219856841 
nce 29226 
dales; X 
219856816 


lwellia. 

219846942 
sequence 
ria; Pseud 


219846941 
al sequenc 
ia; Pseu 


219846923 
219846905 


ial sequen 
idiales; 


3029079 3029018 9 70 gi 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinus. 

ref|NR_024897.1| Mannheimia varigena 
17 Mannheimia varigena Bacteria; 

eae; Mannheimia 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; Neptunomonas. 
ref|NR_024858.1| Desulfocella halophila 
73 Desulfocella halophila Bacteria; 
cteraceae; Desulfocella. 

ref |NR_024805.1| Colwellia piezophila 
81 Colwellia piezophila Bacteria; 

ae; Colwellia. 
ref|NR_024788.1| Agarivorans albus 

76 Agarivorans albus Bacteria; 

aceae; Agarivorans. 

ref|NR_024776.1| Thermaerobacter 

e 2756546 2758056 Thermaerobacter 
ostridiales Family XVII. Incertae Sedis; 


Desulfosporosinus 
osporosinus meridiei 


Neptunomonas 
7 Neptunomonas 


ref|NR_024758.1| Thiothrix eikelboomii 
79 Thiothrix eikelboomii Bacteria; 
e; Thiothrix. 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024737.1 
2810779 281222 
ales; Flavobacte 
ref |NR_024734.1 
2815260 281674 
monadales; Pseud 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Halanaerobium 
erobium fermentans 
m. 

Pseudomonas 
5 Pseudomonas 
omonadaceae; 


ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref |NR_024709.1 

2850317 285183 
monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024635.1 
llia maris Bacte 


Pseudomonas geniculata 
monas geniculata 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Colwellia maris strain 
ria; Proteobacteria; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


ref|NR_026534.1 
2970861 297232 
omonadales; Pseu 


ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 


Desulfonispora 
2 Desulfonispora 


219846904 


polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 


; Desulfonispora. 
ref|NR_026496.1] Anaerobacter 
3028583 3030038 Anaerobacter 


658878 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


658878 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


658878 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


658878 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


658878 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


658878 Bacteria_16S 


deleyianum strain 


riboso 
ridia; Clostridiales; 
3136083 3136018 5 
n SB164 
ria; Proteobacteria; 
3137572 3137507 5 
Spiril 


mal RNA, partial sequence 


70 


Pl 16S ribosomal RNA, partial s 
Deltaproteobacter 


70 


lum 5175 16S ribosomal RNA, par 


Tindallia 
219846831 
equence 
ia 


gi 


, 


219846830 
ta 


gi 


3101054 31025 
Clostridiaceae; 


Desulf 


al seque 


ref|NR_026423.1 
135552 313703 


obacterales; Des 


Ww 


ref 
nce 


NR_026422.1 
313708 


3035189 3035128 9 70 gi|219846899|ref|NR_026491.1| Clostridium disporicum 
bosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3036712 3036651 9 70 gi|219846898|ref|NR_026490.1| Clostridium 
in DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3058105 3058044 8 69 gi|219846883|ref|NR_026475.1| Succinimonas 
n DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
ria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 

3101560 3101515 8 53 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Sulfurospirillum 
4 3138514 


Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Campylobacteraceae; Sulfurospirillum. 
658878 Bacteria_16S 3181656 31815915 70 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
658878 Bacteria_16S 3183208 3183143 5 70 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 


strain LMG 8678 1 
Proteobacteria; G 


658878 Bacteria_16S 


strain LMG 947 16 
Proteobacteria; G 


658878 Bacteria_16S 


strain LMG 673 16 


6S ribo 
ammaproteobacteria; 


3184760 3184695 5 


S ribos 


70 


omal RNA, partial sequence 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


Xx 
gi 


an 


219846798 


thomonad 


3185792 31872 


acea 
ref 


e; Xanthomon 
NR_026390.1 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3186312 31862475 70 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

658878 Bacteria_16S 3187864 3187799 5 70 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

658878 Bacteria_16S 3189416 31893515 70 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

658878 Bacteria_16S 3190968 3190903 5 70 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

658878 Bacteria_16S 3192520 3192455 5 70 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

658878 Bacteria_16S 3194070 3194005 5 70 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

658878 Bacteria_16S 3195622 31955575 70 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 


strain LMG 736 16 
Proteobacteria; G 


africanus strain 
africanus Bacteri 
Desulfovibrio. 
658878 Bacteria 1 
strain WV6 16S ri 
Firmicutes; Clost 
658878 Bacteria_1 
strain LMG 5743 1 
Proteobacteria; G 
658878 Bacteria _1 
strain LMG 5047 1 
Proteobacteria; G 
658878 Bacteria _1 
strain LMG 708 16 
Proteobacteria; G 
658878 Bacteria _1 
strain LMG 538 16 
Proteobacteria; G 


3242399 3242342 13 


6S 3248474 3248413 9 
Clostridiales; 


6S 3289162 32890975 


6S 3290687 3290622 5 
6S 3292239 32921745 


6S 3293791 32937265 


658878 Bacteria _1 


6S 3295341 3295276 5 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
658878 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


70 


70 


bosomal RNA, partial sequence 


ridia; Clostridiaceae; 


70 


70 


70 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 


70 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 


70 


an 
219846759 
quence 


’ 


gi 


gi] 219846755 


3247999 32493 
ostridiu 


leak 


gi|219846728 


6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; X 


an 


gi|219846727 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; xX 


an 
gi|219846726 
an 
gi| 219846725 
an 
219846724 


gi 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 


3195102 31966 
thomonad 


Desulfov 


thomonad 


thomonad 


3291719 32932 
thomonad 


3293271 32947 
thomonad 


aceae; Xanthomon 
ref |NR_026351.1 
3241884 324339 
ibrionales; Desu 
ref |NR_026347.1 
m. 
ref |NR_026320.1 
acea 
ref 


e; Xanthomon 
NR_026319.1 


acea 
ref 


e; Xanthomon 
NR_026318.1 


acea 
ref 


e; Xanthomon 
NR_026317.1 


acea 
ref 


e; Xanthomon 


03 Xanthomonas vasicola Bacteria; 


as. 
Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
as. 


NR_026316.1 


Xanthomonas 


3294823 3296322 Xanthomonas 


albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 


658878 Bacteria_ 
saccharolyticum subsp. 


Halanaerobiales; 


658878 Bacteria_ 


16S 3376058 3375993 5 70 gi 


senegalense strain DSM 7379 16S 


219846666 
ribosomal 


Halanaerobium 
uence 3375527 3377012 


ref 
RNA, 


NR_026258.1 
partial seq 


strain DSM 7345 1 
Proteobacteria; 


Halanaerobium saccharolyticum subsp. senegalense Bacteria; Firmicutes; Clostridia; 
Halanaerobiaceae; Halanaerobium. 
16S 3489177 3489112 5 70 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
6S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 
658878 Bacteria_16S 3501145 3501084 9 70 gi|219846575|ref|NR_026167.1| Clostridium celatum 


strain DSM 1785 1 
Firmicutes; Clostridia; 
658878 Bacteria_16S 
acidigallici stra 
acidigallici Bact 
Pelobacter. 
658878 Bacteria_16S 
strain DSM 6736 1 
Firmicutes; Clostridia; 
658878 Bacteria_16S 35 
strain BL 70/20 1 


eria; 


Clostridiales; 
3520913 3520848 5 
in DSM 2377 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacte 
3528519 3528458 9 
6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiales; 


6S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


70 


70 


92676 3592615 9 70 


6S ribosomal RNA, partial sequence 3592199 35936 


Clostridiaceae; 


49 Clostridium c 


elatum Bacteria; 


Clostridium. 
gi|219846562|ref|NR_026154.1| Pelobacter 
sequence 3520389 3521882 Pelobacter 
ria; Desulfuromonadales; Pelobacteraceae; 
gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 
Clostridium. 
gi|219846513|ref|NR_026105.1| Clostridium puniceum 


66 Clostridium pu 


niceum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 3628915 3628862 5 58 gi| 219846486 |ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

658878 Bacteria_16S 3647194 3647129 5 70 gi|219846473|ref|NR_026065.1| Helicobacter salomonis 
strain Inkinen 16S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter salomonis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

658878 Bacteria_16S 3676277 3676212 5 70 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

658878 Bacteria_16S 3710933 3710872 9 70 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 3719903 3719842 9 70 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 3820513 3820448 5 70 gi|219846349|ref|NR_025940.1| Helicobacter 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

658878 Bacteria_16S 3826623 3826558 5 70 gi|219846345|ref|NR_025935.1| Helicobacter felis 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

658878 Bacteria_16S 3885975 3885910 5 70 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

658878 Bacteria_16S 4066091 4066034 13 70 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

658878 Bacteria_16S 4076597 4076552 8 53 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

658878 Bacteria_16S 4192646 4192585 9 70 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

658878 Bacteria_16S 53649 53597 1 53 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
658878 Bacteria_16S 70164 #70104 9 69 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

658878 Bacteria_16S 188853 188791 8 70 gi|265678937|ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 298510 298466 8 52 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
658878 Bacteria_16S 304574 304530 8 52 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 


strain MSB-8 16S ribosomal RNA, 
Thermotogales; 


Thermotogae; 


complete sequence 
Thermotogaceae; Therm 


304028 30558 
otoga. 


9 Thermotoga maritima Bacteria; 


658878 Bacteria_16S 322831 322771 10 
strain H168 16S ribosomal RNA, complete sequence 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
658878 Bacteria_16S 504880 504836 8 52 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 
strain DV1140 16S ribosomal RNA, partial sequence 504361 505871 Thermosipho atlanticus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 
658878 Bacteria_16S 562870 562826 13 57 gi|265678677|ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 
658878 Bacteria_16S 699099 699049 5 55 
strain 6111 16S ribosomal RNA, partial sequence 698584 69993 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
658878 Bacteria_16S 718579 718535 8 52 gi| 265678569 
marismortui strain 123 16S ribosomal RNA, complete sequence 71801 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
658878 Bacteria_16S 787976 787924 5 57 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 
strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

658878 Bacteria_16S 797155 797111 8 52 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


70 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 


322285 323818 Halothermothrix orenii Bacteria; 


gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 

Thiocystis. 
ref|NR_028873.1| Virgibacillus 


9 719581 Virgibacillus marismortui 


658878 Bacteria_16S 859626 859578 5 53 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

658878 Bacteria_16S 934584 934536 5 53 gi|265678422|ref|NR_028724.1| Bacteriovorax 


litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 


Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
658878 Bacteria_16S 959333 959289 8 52 gi|265678405|ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 974720 974668 5 57 gi|265678394|ref|NR_028696.1| Lewinella persicus 


strain T-3 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; 
658878 Bacteria_16S 976191 976139 5 57 
strain SS-2 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; 


974224 975642 Lewinella persicus Bacteria; 
Saprospiraceae; Lewinella. 
gi|265678393|ref|NR_028695.1| Lewinella nigricans 
975693 977130 Lewinella nigricans Bacteria; 

Saprospiraceae; Lewinella. 


658878 Bacteria_16S 1026634 1026586 5 53 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 

658878 Bacteria_16S 1034282 1034238 8 52 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 
658878 Bacteria_16S 1046579 1046535 8 52 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

658878 Bacteria_16S 1103670 1103626 8 52 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 


strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

658878 Bacteria_16S 1202149 1202105 8 52 gi|228715358|ref|NR_027530.1| Thermotoga neapolitana 
DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
658878 Bacteria_16S 1270070 1270022 5 53 gi 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial 
ishimotonii Bacteria; Proteobacteria; 
Desulfonema. 
658878 Bacteria_16S 


pumilum Bacteria; 


219846400 
sequence 
Deltaproteobacteria; 


ref|NR_025991.1] Desulfonema 
1269526 1270965 Desulfonema 
Desulfobacterales; Desulfobacteraceae; 


1271527 1271479 5 53 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 


2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 
658878 Bacteria_16S 1447456 1447412 8 52 gi|224581422|ref|NR_027203.1| Mogibacterium 


neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 
658878 Bacteria_16S 1463922 1463878 8 52 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 


strain HM-7 16S r 
Firmicutes; Clost 


658878 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 


1463419 14648 


73 Mogibacterium 


ridia; Clostridiales; 
1688244 1688200 8 52 
bosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 


gi 


658878 Bacteria_16S 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 


1790108 1790064 8 52 gi 


Clostridiales Family XIII. 
219878415 
1687712 16892 


219878342 


Incertae Sedis; 
ref|NR_025554.1 


ref |NR_025481.1 


diversum Bacteria; 


Mogibacterium. 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Virgibacillus 


1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


658878 Bacteria_16S 


necropolis strain 
necropolis Bacter 


658878 Bacteria_16S 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


658878 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


658878 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


658878 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


658878 Bacteria_16S 


1803879 1803835 8 52 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1817701 1817649 5 57 gi 
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strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


TGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAG 
GCGGATCAGAAAGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCCAAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAACTCCGAGTGTAGA 
GGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGTAGTATACTATTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCA 
AGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTGATCG 
CGGATCGTAGAGATACTTTCCTTCAGTTCGGCTGGATCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAG 
CGCAACCCACATCCCTAGTTGCCAGCAGTTCGGCTGGGCACTCTATGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCT 
TACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAACTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGG 
AATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCCGTGCG 
CCAACCTTTCGAGGGGGCAGCGGACCACGGTGAGCTCAGCGACTGGGGTGAAAGTCGTAACAAGGTAGCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNTAACTTGAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGCCCTTCGGGGTGAGCGGCG 
GACGGGTTAGTAACGCGTGGGAACGTACCCTTTGGTAGGGAATAGCCACTGGAAACGGTGAGTAATACCCTATGAGCCCTTCGGGGGAAAGATTTATCGCCAAAG 
GATCGGCCCGCGTTAGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTAGGGTCGTAAAGCTC 
TTTCGCCTGTGAAGATAATGACGGTAGCAGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTG 
GGCGTAAAGCGCGCGTAGGCGGACCAGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAG 
TGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGTAGCATGCTGCTCGGTGACACACCTAACGGATTAAGCATTCCGC 
CTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAA 
CCCTTGACATCCTCGGACCGTCCCAGAGATGGGTCTTTCACTTCGGTGACCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTA 
AGTCCGGCAACGAGCGCAACCCACACCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAG 
TCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAACTGTCTCAGTTCGGATTGGGGTCTGCAACTCGAC 
CCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTCTACC 
CGAAGACGGTGCGCCAACCTTTCGAGGAGGCAGCTGGCCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATC 
ACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACA 
CATGCAAGTCGAGCGAAGCGATTTTAAGGAAGCCTTCGGGTGGAATTAGAATTGACTTAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGG 
GGATAACAGTTAGAAATGACTGCTAATACCGCATAAGCGCACAGTGCTGCATAGCACAGTGTGAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGGT 
AGTTGGTGAGGTAACGGCCCACCAAGCCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGACTGAAGAAGTATTTCGGTATGTAAAGGTCTATCAGCAGGGAAGAAAATGACG 
GTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGC 
TCTGCAAGTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGGAGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGA 
AATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAATACTAGGTGTCGGGGAGCAAAGCTCTTCGGTGCCGTCGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAA 
TGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCGGAATGACAGC 
CTTATAACTAAGGTCTCCCTACGGGGCATTCTAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTATCCTTAGTAGCCAGCAGTTCGGCTGGGCACTCTGGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTT 
GGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCGAAGGAGCGATCTGGAGCAAACCCCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGA 
CTACATGAAGCTGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAACGC 
CCGAAGTCAGTGACCCAACCGTAAGGAGGGAGCTGCCGAAGGCGGGACTGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAGANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAACTTTC 
TTACACCGAATGCTTGCRTTCATCGTAAGAAGTTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTAAAAGAAGGGGATAACACTTGGAAACAGGTGC 
TAATACCGTATATCTCTAAGGATCGCATGATCCTTAGATGAAAGATGGTTCTGCTATCGCTTTTAGATGGACCCGCGGCGTATTAACTAGTTGGTGGGGTAACGG 
CCTACCAAGGTGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCA 
CAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATT 
CGATGACGGTATCTAACCAGCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAACG 
CAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAGACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGT 
AGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCAATAAGCATTCCGCCTGGGGAGTACGA 
CCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCT 
TTGACCACCTAAGAGATTAGGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTTGTCAGTTGCCAGCATTAAGTTGGGCACTCTGGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCT 
TATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTCGCAAGACCGCGAGGTTTAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTG 
CAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTT 
TGTAACACCCAAAGCCGGTGGGGTAACCGCAAGGAGCCAGCCGTCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGG 
CTGGATCACCTCCTTAAGCTTGGATCCCGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAA 
CACATGCAAGTCGAACGAGAAAGTCCTTCGGGATGAGTACAGTGGCGCACGGGTGAGTAACACGTAGGTGACCTGCCTATTAGCGGGGGATAACACGAAGAAATT 
CGTGCTAATACCGCATACGCAAAGTGAATTTGGAAGTAGCTTTGGAAAGAATGCCTCTCCTTGGAAGCATTTACTAATAGATGGGCCTGCGTAGCATTAGCTTGA 
TGGTGGGGTAACGGCCTACCATGGCGACGATGCTTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCAATGCCGCGTGAGTGAGGAAGGCCTTCGGGTTGTAAAGCTCTGTCATATGGAAAGAATGGTCATTGT 
TCTAACAGGGCAGTGATTTGACGGTACCATAAAAGGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGATTTATTG 
GGCGTAAAGCGCGCGCAGGCGGACTATTAAGCCAGATGTGAAATCTCGGGGCTCAACCCCGAAACTGCGTCTGGAACTGGTAGTCTAGAATCTTGGAGGGGGAAG 
CGGAATTTCGCATGTAGGGGTAAAATCCGTAGAGATGCGAAGGAACACCAGAGCCGAAGGGGGCTTCCTGGCCAAGTATTGACGCTGAGGCGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCACTAGATATTGGAGACTTTGACCTCTTCAGTGTCGTAGCTAACGCATTAAGTGCACC 
GCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATTATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACC 
TAGGCTTGAAATCCTGAGAAGATCGACCATAATTGATTGTGCTCTTCGGAGAACTCAGTGACAGGCGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCTCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAGCATTAAGTTGGGCACTCTAGAGAGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGT 
CAAGTCCTCATGGCCCTTATGTCTAGGGCTACACACGTAATACAATGGTGCATACAAAGGGAAGCGATCTGGTGACAGTTAGCAAATCTCAAAAAGTGCATCTCA 
GTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGGAGATCAGCACGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTTAATCTTACCTGAAGCCGTGGCCCTAACTTTTAGAGGGGAGCGTCTACGGTCGGATTGATGACTGGGGTGNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGTCGGCATGCCTAACACATGCAAGTCGTACGAGAAAGCACCTTCGGGTGTGAGTAGAGTGGCGC 
ACGGGTGAGTAACGCGTAGGTGATCTACCATTTGGCGGGGGATAACCAGGAGAAATTCTGGCTAATACCGCATACGTACTGCAATTTTGAAAGTAGCAGTAGAAA 
GAATGCCTCTCCTTGGAAGCATTTACCAAATGATGAGCCTGCGTAGCATTAGTTTGATGGTGGGGTAATGGCCTACCATGACTACGATGCTTAGCTGGTCTGAGA 
GGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAATGCCGAGT 
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87 Bacillus clarkii Bacteria; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Desulfatibacillum 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

658878 Bacteria_16S 4048083 4048031 1 53 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

658878 Bacteria_16S 4165187 4165139 5 53 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

658878 Bacteria_16S 4209130 4209086 8 52 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

658878 Bacteria_16S 104998 104947 1 52 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
658878 Bacteria_16S 111026 110975 1 52 gi|265678988|ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

658878 Bacteria_16S 275786 275739 5 52 gi| 265678876 |ref|NR_029182.1| Helicobacter bilis 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

658878 Bacteria_16S 295560 295513 5 52 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

658878 Bacteria_16S 330510 330459 1 52 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
strain CC-1 16S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

658878 Bacteria_16S 535305 535258 5 52 gi|265678695|ref|NR_029000.1| Arcicella aquatica 
strain NO-502 16S ribosomal RNA, partial sequence 534808 536267 Arcicella aquatica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

658878 Bacteria_16S 565904 565857 5 52 gi|265678675|ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

658878 Bacteria_16S 621736 621689 5 52 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

658878 Bacteria_16S 632374 632335 8 47 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

658878 Bacteria_16S 783430 783371 11 70 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

658878 Bacteria_16S 865703 865656 5 52 gi|265678468|ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

658878 Bacteria_16S 905094 905043 1 52 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

658878 Bacteria_16S 940701 940654 5 52 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

658878 Bacteria_16S 977625 977586 8 47 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

658878 Bacteria_16S 979130 979083 5 52 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 


strain II-2 16S ribosomal RNA, partial sequence 
Sphingobacteriales; 


Bacteroidetes; Sphingo 


bacteria; 


978631 980048 Lewinella cohaerens Bacteria; 
Saprospiraceae; Lewinella. 


658878 Bacteria_16S 
subsp. 
socranskii subsp. socranskii Bacteria; 
658878 Bacteria_16S 993169 993118 1 


983743 983692 1 


Sapovorans strain OM 16S ribosomal RNA, complete sequen 


Bacteria; Firmicutes; 
658878 Bacteria_16S 


Clostridia; 
1054073 1054026 5 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 
autotrophica Bacteria; Proteobacteria; Epsilonproteobac 


Sulfurimonas. 

658878 Bacteria_16S 
pametensis strain 
pametensis Bacter 
Helicobacter. 
658878 Bacteria_16S 
phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 
658878 Bacteria_16S 
colombiense DSM 1 
12261 Bacteria; Synergistetes; 
658878 Bacteria_16S 1209740 1209693 5 
DSM 14365 16S rib 
Bacteria; Proteob 
658878 Bacteria_16S 
subsp. paredis st 
socranskii subsp. paredis Bacteria; 
658878 Bacteria_16S 1253342 12532911 
subsp. buccale st 
socranskii subsp. buccale Bacteria; 
658878 Bacteria_16S 1273016 1272969 5 


1127932 1127885 5 


1143080 1143029 8 


1200571 1200532 8 


1251815 1251764 1 


AT1047 16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 
658878 Bacteria_16S 1274438 12743915 
strain AT1013 16S 
Bacteroidetes; Flavobacteria; 
658878 Bacteria_16S 1313608 13135571 
brockii subsp. brockii strain HTD4 


Thermoanaerobacter brockii subsp. brockii Bacteria; 


Thermoanaerobacterales; 
658878 Bacteria_16S 
strain SMP-10 16S 
Proteobacteria; D 
658878 Bacteria_16S 
brockii subsp. la 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
658878 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 
Algoriphagus. 
658878 Bacteria_16S 
strain LMG 21970 
Bacteroidetes; Sp 
658878 Bacteria_16S 
aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 
658878 Bacteria_16S 
winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 
658878 Bacteria_16S 
strain BA134 16S 
Bacteroidetes; Sp 
658878 Bacteria_16S 


1404554 1404507 5 


1506105 1506054 1 


1616799 16167525 
ria; Bacteroidetes; 


1618322 16182755 


hingobacteria; 
1619845 1619798 5 


ria; Bacteroidetes; 


1621368 16213215 


eria; Bacteroidetes; 
1624399 16243525 
ribosomal RNA, partial 
hingobacteria; 
1919592 19195455 


joostei strain LMG 18212 16S ribosomal RNA, partial seque 


joostei Bacteria; 
658878 Bacteria_16S 


Bacteroidetes; 
1921100 1921053 5 


scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; 


Chryseobacterium. 


socranskii strain D56BRIII6 16S ribosomal RNA, p 


B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


2261 16S ribosomal RNA, partial sequen 
Synergistia; 


osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 


rain ATCC 35535 16S ribosomal RNA, par 


rain ATCC 35534 16S ribosomal RNA, par 


ribosomal RNA, partial sequence 
Flavobacteriales; 


ribosomal RNA, partial sequence 


Firmicutes; 


52 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
artial sequence 983192 984718 Treponema 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
52 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
ce 992614 994134 Syntrophomonas sapovorans 
Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
52 gi|265678341|ref|NR_028643.1| Sulfurimonas 
1053566 1055002 Sulfurimonas 
teria; Campylobacterales; Helicobacteraceae; 
52 gi|253680771|ref|NR_028019.1| Helicobacter 
1 sequence 1127427 1128907 Helicobacter 
ria; Campylobacterales; Helicobacteraceae; 
59 gi|253680761|ref|NR_028009.1| Pannonibacter 
quence 1142608 1144082 Pannonibacter 
ria; Rhodobacterales; Rhodobacteraceae; 
47 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
ce 1200061 1201579 Aminobacterium colombiense DSM 
Synergistales; Synergistaceae; Aminobacterium. 
52 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
1209193 1210699 Haliangium ochraceum DSM 14365 
ales; Nannocystineae; Haliangiaceae; Haliangium. 
52 gi|219857241|ref|NR_024869.1| Treponema socranskii 
tial sequence 1251289 1252767 Treponema 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
52 gi|219857240|ref|NR_024868.1| Treponema socranskii 
tial sequence 1252818 1254294 Treponema 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
52 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Flavobacteriaceae; Sejongia. 
52 gi|219846219|ref|NR_025809.1| Sejongia antarctica 
1273959 1275312 Sejongia antarctica Bacteria; 
Flavobacteriaceae; Sejongia. 
52 gi| 228718892 |ref|NR_027577.1| Thermoanaerobacter 
16S ribosomal RNA, partial sequence 1313094 1314606 


Clostridia; 


Thermoanaerobacteraceae; Thermoanaerobacter. 
52 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
1404010 1405517 Haliangium tepidum Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
52 gi|219846365|ref|NR_025956.1| Thermoanerobacter 
ctiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
lactiethylicus Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacteraceae; Thermoanaerobacter. 
52 gi| 219878465 |ref|NR_025604.1]| Algoriphagus 
n LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
52 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
52 gi|219878463|ref|NR_025602.1| Algoriphagus 
n LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
52 gi|219878462|ref|NR_025601.1| Algoriphagus 
in LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
52 gi|219878460|ref|NR_025599.1| Belliella baltica 
sequence 1623889 1625333 Belliella baltica Bacteria; 
Sphingobacteriales; Cyclobacteriaceae; Belliella. 
52 gi|219878248|ref|NR_025387.1| Chryseobacterium 
nce 1919085 1920553 Chryseobacterium 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
52 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 


1920604 1922061 Chryseobacterium 
Flavobacteriaceae; 


658878 Bacteria_16S 
strain YIM 90003 


2157168 21571211 48 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomonospora. 
658878 Bacteria_16S 2292516 2292469 5 52 gi 


strain MIT 97-5075c 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
658878 Bacteria_16S 2331749 2331702 5 52 gi 
canadensis strain NLEP-16143 16S ribosomal RNA, partial 
canadensis Bacteria; Proteobacteria; Epsilonproteobacte 
Helicobacter. 
658878 Bacteria_16S 2387818 2387767 1 52 gi 
yonseiensis strain KB1 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterale 
658878 Bacteria_16S 2558625 2558586 8 47 gi 
strain SR12 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2156657 21581 
pt 


Ss; 
aus 
nc 
Ss; 


2558106 25596 


219857630 
osporang 


219857536 

22920 
Helicob 
219857508 
sequence 
a; Campy 


219857468 
e 23873 
Thermoa 
219857338 


ref 
43 Streptomonospora alba Bacteria; 
inea 


ref 
20 2293474 Helic 
acte 
ref 


loba 


ref 
07 2388807 Thermo 
naerobacteraceae 
ref 


14 Eubacterium aggregans Bacteria; 


NR_025219.1 


e; Nocardio 


NR_025124.1 


raceae; Hel 
NR_025096.1 
2331268 233272 
cterales; H 


NR_025056.1 


NR_024926.1 


Pp 


° 
i 


e 


Streptomonospora alba 


saceae; 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 
4 Helicobacter 
licobacteraceae; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Eubacterium aggregans 


’ 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

658878 Bacteria_16S 2563211 2563164 5 52 gi|219857335|ref|NR_024923.1| Helicobacter 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

658878 Bacteria_16S 2671613 2671566 5 52 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

658878 Bacteria_16S 2689696 2689637 11 70 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

658878 Bacteria_16S 2707752 2707705 5 52 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

658878 Bacteria_16S 2713560 2713513 5 52 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

658878 Bacteria_16S 2721199 27211525 52 gi|219857174|ref|NR_024802.1| Sulfurovum 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

658878 Bacteria_16S 2730390 2730343 5 52 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

658878 Bacteria_16S 3083694 3083643 1 52 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

658878 Bacteria_16S 3158987 3158940 5 52 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain FIF6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

658878 Bacteria_16S 3174083 3174032 1 52 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
658878 Bacteria_16S 3204537 3204486 1 52 gi| 219846785 |ref|NR_026377.1| Treponema amylovorum 
strain HA2P 16S ribosomal RNA, partial sequence 3204032 3205474 Treponema amylovorum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

658878 Bacteria_16S 3212028 32119815 52 gi|219846780|ref|NR_026372.1| Helicobacter 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

658878 Bacteria_16S 3274025 3273986 8 47 gi|219846738|ref|NR_026330.1| Eubacterium callanderi 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

658878 Bacteria_16S 3275534 3275495 8 47 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

658878 Bacteria_16S 3277053 3277014 8 47 gi|219846736|ref|NR_026328.1| Acetobacterium 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

658878 Bacteria_16S 3278562 3278523 8 47 gi|219846735|ref|NR_026327.1| Acetobacterium 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

658878 Bacteria_16S 3281600 3281561 8 47 gi|219846733|ref|NR_026325.1| Acetobacterium 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 


carbinolicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


Eubacteriaceae; Acetobacterium. 


658878 Bacteria_16S 


wieringae strain 


wieringae Bacteri 
658878 Bacteria_16S 
strain DSM 1030 1 
Clost 
658878 Bacteria_16S 
strain DSM 9537 1 
Fus 
658878 Bacteria_16S 
strain MIT 95-170 
Proteob 
658878 Bacteria_16S 
tamworthensis str 
tamworthensis Bac 


Firmicutes; 


Fusobacteria; 


Bacteria; 


Amaricoccus. 


658878 Bacteria_16S 
psychrotropica st 
psychrotropica Ba 
658878 Bacteria_16S 
strain LRB 8581 1 
E 
658878 Bacteria_16S 
anatipestifer str 
anatipestifer Bac 
658878 Bacteria_16S 
thermocisternum s 
thermocisternum B 
658878 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 


Proteobacteria; 


Geobacter. 


658878 Bacteria_16S 


strain S51-W 16S 
Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain ATCC 29543 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


thermocopriae Bac 


Thermoanaerobacte 
658878 Bacteria_16S 
fi 

Thermoanaerobacter brockii subsp. 
Thermoanaerobacte 
658878 Bacteria_16S 


brockii subsp. 


halodenitrificans 
halodenitrificans 
Halomonas. 


658878 Bacteria_16S 


strain OCh 254 16 


658878 Bacteria_16S 


G 
658878 Bacteria_16S 
strain Hh-2 16S r 
E 
658878 Bacteria_16S 
helveticus strain 
Proteob 
658878 Bacteria_16S 


Proteob 
658878 Bacteria_16S 
strain 165 16S ri 
E 
658878 Bacteria_16S 
strain ST1l 16S ri 
E 
658878 Bacteria_16S 
nitrofigilis stra 
Proteob 
658878 Bacteria_16S 
thermocopriae str 


obacteriales; Fusobacteriaceae; Propio 
3635008 3634961 5 52 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3654876 3654817 8 67 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


se 
er 


3662552 3662507 13 58 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3697368 36973215 52 gi 


al 
te. 


psilonproteobacteria; Campylobacterale 
3703442 3703395 5 52 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
3764549 3764498 1 52 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3771992 3771927 5 70 gi 
train H2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Deltaproteoba 


Ss; 
ia 
se 
ri 


qu 
ct 


3796112 3796067 13 58 
ribosomal RNA, partial sequence 


gi 


nnii strain AKo-1 16S ribosomal RNA, par 


rales; Thermo 
gi 
compl 
Gammaproteoba 


Thermoanaerobacteraceae; 
3892173 38921205 58 
strain DSM 735 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


an 


3899824 3899773 8 59 
S ribosomal RNA, partial sequence 


gi 


ni 
219846482 


ob 
219846468 


219846463 


219846438 
6S ribosomal RNA, partial sequence 3696887 36983 
219846434 
lavobacter 


219846388 


219846383 


219846366 
3795600 37970 


finnii Bacteria; 


219846300 


219846295 
3899350 39007 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


genium. 
ref|NR_026074.1 
29 3635951 Helico 
elicobactera 
NR_026060.1 
quence 3654403 365582 
ia; Rhodobacterales; fe) 


36345 
acterale 


ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref |NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref |NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025974.1 

3771473 377289 
sulfuromonadales 


sequenc 
ria; Alt 


Helicob 


1 sequen 


quence 
diales; 


ence 


eria; De 


v 


ref|NR_025957.1 


3882338 
Clostridia; 


tial sequence 
Firmicutes; 
aerobacter. 

ref 
ence 
Ocea 


NR_025890.1 
389163 
nospirillale 


6 
s 


ete sequ 
cteria; 


ref|NR_025885.1 


dobacteraceae; Roseibium. 


3984752 3984705 5 52 


gi 


219846235 


ref 


NR_025825.1 


3283124 3283085 8 47 gi|219846732|ref|NR_026324.1| Acetobacterium 
DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
a; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3284649 3284610 8 47 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
6S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3391197 3391138 11 70 gi| 219846651 |ref|NR_026243.1| Propionigenium maris 
6S ribosomal RNA, partial sequence 3390715 3392140 Propionigenium maris Bacteria; 


Helicobacter rodentium 


bacter rodentium 
ceae; 


Helicobacter. 
Amaricoccus 


6 Amaricoccus 
dobacteraceae; 


Colwellia 


6 Colwellia 
lwelliaceae; 


Colwellia. 
Helicobacter trogontum 


trogontum Bacteria; 
cobacter. 


Riemerella 


0 Riemerella 
eriaceae; 


Riemerella. 
Desulfotomaculum 


6 Desulfotomaculum 
Desulfotomaculum. 


Geobacter 


0 Geobacter 


Geobacteraceae; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


ammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

3802122 3802075 5 52 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
ibosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3808174 38081275 52 gi| 219846357 |ref|NR_025948.1| Campylobacter 

D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

3817459 3817412 5 52 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 

16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
acteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 

3818982 3818935 5 52 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
bosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3822044 38219975 52 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
bosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3868939 3868892 5 52 gi|219846316|ref|NR_025906.1| Arcobacter 
in CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 

3881290 3881239 1 52 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
ain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
rs 

3882862 3882811 1 52 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 


3883860 


Halomonas 
3893166 Halomonas 
Halomonadaceae; 


v 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 


Roseivirga ehrenbergii 


strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 


Bacteroidetes; Sp 


hingobacteria; 


Sphingobacteriales; Flammeovirgaceae; Roseivirga. 


658878 Bacteria_16S 4007037 4006990 5 52 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

658878 Bacteria_16S 4031371 40313201 52 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
658878 Bacteria_16S 4032921 40328701 52 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
658878 Bacteria_16S 4034475 40344241 52 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

658878 Bacteria_16S 4096338 4096291 5 52 gi|219846155|ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

658878 Bacteria_16S 4097824 4097777 5 52 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
658878 Bacteria_16S 4099280 4099233 5 52 gi|219846153|ref|NR_025743.1]| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

658878 Bacteria_16S 5058 4996 8 70 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

658878 Bacteria_16S 6520 6458 8 70 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

658878 Bacteria_16S 7977 7915 8 70 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

658878 Bacteria_16S 62618 62556 8 70 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
658878 Bacteria_16S 155266 155204 8 70 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 260608 260546 8 70 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
658878 Bacteria_16S 272699 272637 8 70 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

658878 Bacteria_16S 306139 306077 8 70 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

658878 Bacteria_16S 318228 318166 8 70 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
658878 Bacteria_16S 415809 415747 8 70 gi|265678777|ref|NR_029082.1| Methylobacterium 


populi BJ001 16S 
Bacteria; Proteob 


658878 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


658878 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
658878 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


658878 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


658878 Bacteria_16S 


strain SL24 16S r 
Thermotogae; Ther 


658878 Bacteria_16S 
acidiphila strain B2 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
451185 451139 1 47 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
529234 529188 5 51 gi 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
592887 592825 8 70 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingom 
603466 603404 9 71 gi 
16S ribosomal RNA, partial sequence 
cales; Desulfurobacteriaceae; Thermovi 
614187 614141 1 47 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
649313 649251 8 


Petrotoga. 
70 gi 


415329 41680 


450666 45216 


528726 53019 


613678 61515 


les; Methy 
265678753 


265678699 


ccaceae; D 
265678657 
ce 59240 
onadales; 
265678649 
60290 
brio. 
265678642 


loba 
ref 


cteriaceae; 
NR_029058.1 


ref |NR_029004.1 
einococcus. 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028954.1 
5 604369 Thermo 


ref |NR_028947.1 


265678618 


ref|NR_028923.1 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Thermovibrio ruber 
vibrio ruber Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Methylocapsa 


648840 650254 Methylocapsa acidiphila 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 


658878 Bacteria_16S 


strain SCII24 16S 


677984 677922 8 70 
ribosomal RNA, partial sequence 


gi 


265678597 
677507 67890 


ref|NR_028902.1 


Ochrobactrum tritici 


4 Ochrobactrum tritici Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

658878 Bacteria_16S 679429 679367 8 70 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
658878 Bacteria_16S 715393. 715331 8 70 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 


strain TH-3 16S r 


strain 9A01 16S r 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


658878 Bacteria_16S 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
658878 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
658878 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


658878 Bacteria_16S 


strain SH22623 16 


lithotrophicum st 
lithotrophicum Ba 


658878 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


658878 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


658878 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


658878 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


658878 Bacteria_16S 


strain HI 11/12 1 
Bacteria; Aquific 


658878 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


658878 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


658878 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


658878 Bacteria_16S 


temperatum strain 
temperatum Bacter 


658878 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


658878 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


658878 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


658878 Bacteria_16S 


strain E58 16S ri 
Chlamydiae; Chlam 


658878 Bacteria_16S 


silvestris strain 


ibosomal RNA, partial sequence 
ob 


747294 747236 1 59 
ibosomal RNA, partial sequence 


gi 


or 
750044 749986 1 59 gi 
in 7N16 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


ue 
oi 


794052 793990 8 70 gi 
B 16S ribosomal RNA, partial sequence 
bi 
908175 908113 8 70 

S ribosomal RNA, partial sequence 


gi 
Sphingomonadales; Er 
1011406 10113415 71 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1025104 1025042 8 70 

S ribosomal RNA, partial sequence 


She 


gi 


bi 
1049638 1049576 9 71 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1055584 1055522 8 70 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1060156 1060106 1 51 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1073595 1073533 8 70 gi 
ARI-1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingomon 
1149170 1149108 8 70 gi 
ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
1230832 1230770 9 71 gi 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1232308 1232246 8 70 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1238401 1238339 8 70 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1239917 1239855 8 70 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1242905 1242843 8 70 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1247464 12474145 55 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 


qu 
ur 


ue 
ae 


ue 
i; 


G 


cane 


qu 
ct 


se 
ri 


eq 
ia 


qu 
a; 


eq 
hl 


714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


658878 Bacteria_16S 265678548 


746844 74816 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


658878 Bacteria_16S 265678546 


265678516 
265678439 
907717 90916 


265678370 
1010904 10123 


265678361 
1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
658878 Bacteria_16S 


265678345 
265678340 
265678337 
265678328 
253680757 


1148654 11501 


219878275 
complete sequence 1230306 12317 
219878271 
219878163 
219878162 


219878114 


219857449 


acteriaceae; Aminobacter 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_028850.1 

749594 750918 


omonadales; Mora 


axellace 


nce 
a; Pseud 
ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028672.1 


79361 
aceae; R 


ythrobac 


Shewanella 
NR_028663.1 


wanellaceae; 


ref 


aceae; Rhizobium/Agrobac 
ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028639.1 
1059624 106111 
es; Thermaceae; 
ref|NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref|NR_028005.1 


ence 
obacteri 


nce 
; Parali 
nce 

Thermal 


ce 10731 
adales; 


eovibrio. 
ref|NR_025414.1 
93 Thermocrinis 


nis. 


ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref |NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref |NR_025037.1 

1246931 124845 
ae; Neochlamydi 


ence 
eria; Rh 
quence 

a; Rhizo 


uence 
Rhizob 


’ 


ence 
Rhizobi 


uence 
amydiace 


1259374 12593285 51 gi 

19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1335178 1335132 1 47 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1366927 1366877 5 55 gi 
bosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydophila. 
1380573 1380511 8 70 gi 
BL2 16S ribosomal RNA, partial sequence 


en 
oc 


219846811 


228721489 


1334683 13361 


228718799 
1366379 13679 


228717274 


ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_027612.1 


ce 12588 
cales; D 


ref|NR_027576.1 
26 Chlamydophila 


o@ 


6 Aminobacter aganoensis Bacteria; 


Acinetobacter gerneri 
gerneri Bacteria; 
rs 

Acinetobacter 

Acinetobacter 
xellaceae; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Balnearium 

0 Balnearium 

m. 

Paraliobacillus 

2 Paraliobacillus 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Thermocrinis albus 


albus DSM 14484 


Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Aminobacter 

4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Neochlamydia 

9 Neochlamydia 


Deinococcus 

occus radiopugnans ATCC 
einococcus. 

Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


ref|NR_027561.1 
1380115 1381523 Methyl 


Methylocella 
ocella silvestris BL2 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


658878 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


658878 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


658878 Bacteria_16S 


strain SO2 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
658878 Bacteria_16S 1492747 1492685 8 70 gi|219846714|ref|NR_026306.1 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
658878 Bacteria_16S 


strain USDA 9030 


658878 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


658878 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


658878 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


658878 Bacteria_16S 


strain CM243 16S 
Proteobacteria; A 


658878 Bacteria_16S 


strain T4 16S rib 
Proteobacteria; A 


658878 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


658878 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


658878 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


bosomal RNA, partial sequence 


Xanth 


1503161 1503099 8 70 gi 


1486230 14876 


16S ribosomal RNA, partial sequence 1502684 15041 


obacterace 
219846475 


Xanthobacter 
NR_026067.1 


ae; 
ref 


1454950 1454896 5 58 gi|224581417|ref|NR_027198.1| Oceanimonas 

n MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 

ria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
1485179 1485117 8 70 gi|219857250|ref|NR_024880.1| Mesorhizobium 

in A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 

eria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
1486696 1486634 8 70 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Xanthobacter agilis 


agilis Bacteria; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

1515136 1515074 8 70 gi|219878113|ref|NR_025252.1| Mesorhizobium 
rain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
cteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

1569474 1569412 8 70 gi|219878173|ref|NR_025312.1| Defluvibacter 
n Sl 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
acteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

1580080 1580018 8 70 gi| 219878491 |ref|NR_025251.1| Sinorhizobium 

CFNEI 156 16S ribosomal RNA, partial sequence 1579624 1581060 Sinorhizobium 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
ifer group; Sinorhizobium. 

1615277 1615215 8 70 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
lphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

1628887 1628825 8 70 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
osomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
lphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

1650156 1650094 8 70 gi|219878442|ref|NR_025581.1| Labrys monachus strain 
osomal RNA, partial sequence 1649700 1651141 Labrys monachus Bacteria; 
lphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 

1656301 1656239 8 70 gi| 219878437 |ref|NR_025576.1| Ochrobactrum 
ain Iso 196 16S ribosomal RNA, partial sequence 1655822 1657274 Ochrobactrum 
teria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

1680698 1680652 5 51 gi|219878421|ref|NR_025560.1| Vulcanithermus 
rain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

1813076 1813030 1 47 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 


658878 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


658878 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


658878 Bacteria_16S 


schindleri strain 
schindleri Bacter 


658878 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


658878 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


658878 Bacteria_16S 


strain IBS 506 16 
Proteobacteria; A 


658878 Bacteria_16S 


strain IBS 382 16 
Proteobacteria; A 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 

1867951 1867889 8 70 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


1887979 1887921 1 59 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1889458 1889396 8 70 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1913353 1913295 1 59 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2075221 2075159 8 70 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2084474 2084412 8 70 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 


658878 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


658878 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


658878 Bacteria_16S 


2087563 2087502 9 71 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2098109 2098047 8 70 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 
2113290 2113228 8 


70 gi 


1812567 18140 


2074760 20 


2084014 20 


219878289 
equence 
cteria; 


219878273 
quence 

a; Pseudom 
219878272 
e 18889 
les; Phyll 
219878253 
19128 
nadales; M 
219878139 
762 
nellaceae; 
219878133 
854 
nellaceae; 
219878131 
1 sequence 
sulfurobac 
219878123 
uence 
ria; 


Rhizo 


Rhi 


NR_025428.1 
5 
iales; Beije 
NR_025412.1 
1887472 188893 
onadales; Moraxe 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


Bartonella. 
ref|NR_025270.1 
2087053 208849 
teriaceae; Desul 
ref |NR_025262.1 
2097632 209908 
biales; Phylloba 


219857659 


48 Petrotoga sibirica Bacteria; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Nitratireductor 
7 Nitratireductor 
cteriaceae; 


ref|NR_025248.1 


Novosphingobium 


pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 


pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


Sphingomonadales 


Sphingomonadaceae; 


v 


658878 Bacteria_16S 2117900 2117838 8 70 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

658878 Bacteria_16S 2192128 2192082 8 54 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

658878 Bacteria_16S 2220817 2220755 8 70 gi| 219857585 |ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

658878 Bacteria_16S 2222226 2222164 8 70 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

658878 Bacteria_16S 2245034 2244972 8 70 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

658878 Bacteria_16S 2295490 2295428 8 70 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

658878 Bacteria_16S 2296956 2296894 8 70 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

658878 Bacteria_16S 2395386 2395324 8 70 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
658878 Bacteria_16S 2549393 2549331 8 70 gi|219857344|ref|NR_024932.1 
strain C-29 16S ribosomal RNA, partial sequence 2548929 25503 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
658878 Bacteria_16S 


strain ACCC 19665 


ne 
2623206 2623144 8 70 gi 
16S ribosomal RNA, partial sequence 


llaceae; 
219857249 
26227 


Bartonella. 
ref |NR_024879.1 
31 2624203 Mesorh 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Mesorhizobium amorphae 
izobium amorphae 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

658878 Bacteria_16S 2662618 2662556 8 70 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

658878 Bacteria_16S 2823353 2823291 9 FL gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

658878 Bacteria_16S 2904669 2904600 1 70 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

658878 Bacteria_16S 2982063 2982013 5 55 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

658878 Bacteria_16S 3050405 3050343 8 70 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

658878 Bacteria_16S 3071480 3071418 8 70 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

658878 Bacteria_16S 3106080 3106018 8 70 gi| 219846851 |ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

658878 Bacteria_16S 3124201 3124139 8 70 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

658878 Bacteria_16S 3131556 3131494 8 70 gi|219846834|ref|NR_026426.1| Mesorhizobium 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3131100 3132536 Mesorhizobium 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

658878 Bacteria_16S 3134546 3134484 8 70 gi|219846832|ref|NR_026424.1| Paracoccus alkenifer 
strain A901/1 16S ribosomal RNA, partial sequence 3134094 3135501 Paracoccus alkenifer Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

658878 Bacteria_16S 3146613 3146567 5 51 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

658878 Bacteria_16S 3168004 3167958 5 51 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 


radiodurans Bacte 


ria; Deinococcus-Thermus; Deinococci; 


Deinococcales; 


Deinococcac 


eae; Deinococcus. 
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658878 Bacteria_16S 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; S 
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658878 Bacteria_16S 3656353 3656291 8 70 gi| 219846467 
strain H152 16S ribosomal RNA, partial sequence 3655877 36573 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
658878 Bacteria_16S 3683777 3683715 8 70 gi| 219846448 


strain CNS 2-75 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; O 
658878 Bacteria_16S 3800609 3800547 8 70 gi| 219846362 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 38015 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
658878 Bacteria_16S 3893687 3893625 8 70 gi| 219846299 
strain F9251 16S ribosomal RNA, partial sequence 3893217 38946 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
658878 Bacteria_16S 3895283 3895233 5 55 gi|219846298 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
658878 Bacteria_16S 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
658878 Bacteria_16S 3939085 3939023 8 70 gi| 219846266 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 
Methylobacterium. 

658878 Bacteria_16S 3953857 3953807 8 58 gi| 219846256 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
658878 Bacteria_16S 3955296 3955246 8 58 gi| 219846255 


strain MB-G2 16S 


G 
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6S ribosomal RNA, partial sequence 3170548 31720 
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ribosomal RNA, partial sequence 3238968 32403 
obacterace 
219846716 
ence 33071 
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ia; Proteobacteria; Gammaproteobacteri 


3383738 3383673 5 71 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Thiotrichales; Pis 
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nce 35769 
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ribosomal RNA, complete sequence 3894733 38962 
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obacteraceae; Xa 
ref |NR_026307.1 
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ref |NR_026208.1 
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32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026059.1| Rhizobium giardinii 

53 Rhizobium giardinii Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026039.1| Ochrobactrum anthropi 
56 Ochrobactrum anthropi Bacteria; 
chrobactrum. 
ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobium. 

ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref|NR_025888.1| Chlamydia trachomatis 
80 Chlamydia trachomatis Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 


ribosomal RNA, partial sequence 3954838 39562 


ref|NR_025886.1| Ahrensia kielensis 

99 Ahrensia kielensis Bacteria; 

aceae; Ahrensia. 

ref|NR_025856.1| Methylobacterium 
3938625 3940031 Methylobacterium 

ales; Methylobacteriaceae; 

ref|NR_025846.1] Rhodovulum 

99 3954787 Rhodovulum sulfidophilum 

hodobacteraceae; Rhodovulum. 

ref|NR_025845.1| Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
658878 Bacteria_16S 3974647 3974585 8 70 gi 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteri 
Rhizobium/Agrobacterium group; Agrobacterium. 

658878 Bacteria_16S 3980217 3980155 8 70 gi| 219846238 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
658878 Bacteria_16S 3995103 3995041 8 70 gi| 219846228 
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ref|NR_025828.1| Rhizobium galegae 

09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025818.1| Erythrobacter gaetbuli 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

658878 Bacteria_16S 3996594 3996532 8 70 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

658878 Bacteria_16S 4001010 4000948 8 70 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

658878 Bacteria_16S 4035965 4035903 8 70 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
658878 Bacteria_16S 4043492 4043454 9 47 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

658878 Bacteria_16S 4108312 4108250 8 70 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

658878 Bacteria_16S 12450 12413 9 46 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

658878 Bacteria_16S 17030 16993 9 46 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 21641 21604 9 46 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

658878 Bacteria_16S 23191 23154 9 46 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 29313 29276 9 46 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 30887 30850 9 46 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

658878 Bacteria_16S 39720 39683 9 46 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

658878 Bacteria_16S 52038 52001 9 46 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

658878 Bacteria_16S 55088 55051 9 46 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

658878 Bacteria_16S 80531 80494 9 46 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

658878 Bacteria_16S 83602 83565 9 46 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

658878 Bacteria_16S 86629 86592 9 46 gi| 265679005 |ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

658878 Bacteria_16S 94213 94176 9 46 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


ribosomal RNA, partial sequence 


3994645 39960 


85 Erythrobacter 


gaetbuli Bacteria; 


GAGTGAGGAAGGCCTTCGGGTTGTAAAGCTCTGTCAGAAGGGAATAATGGTGTAGGGTCCAATAGGCCTTACATTTGAAGGTACCTTCAAAGGAAGCACCGGCTA 
ACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGATTTATTGGGCGTAAAGCGCGCGCAGGCGGATTGTTAAGTCAGATGTGAAATCTCG 
GGGCTCAACCTCGAAACTGCGTCTGAAACTGATAATCTAGAATCTCGGAGGGGGAAGGGGAATTTCGCATGTAGGGGTAAAATCCGTAGAGATGCGAAGGAACAC 
CAGAGGCGAAGGCGCCTTCCTGGACGAGTATTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGC 
ACTAGATATTGGAGGTTTGACCCCTTCAGTGTCGTAGCTAACGCATTAAGTGCACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGATTATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTAGGCTTGAAATCCTGAGAATCTAATGGAAACATTGGAGTGCTCTTCGG 
AGAATTCAGTGACAGGCGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCTCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCATTAA 
GTTGGGCACTCTAGGGAGACTGCCCGGGCTAACCGGGAGGAAGGTGGGGATGACGTCCAGTCCTCATGGCCCTTATGTCTAGGGCTACACACGTAATACAATGGT 
ACATACAAAGGGAAGCGACCTGGCAACAGTGAGCAAATCTCAAAAAGTGTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGT 
AATCGGAGATCAGCACGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGGTCTTACCTGAAGTCGTGGCCCTAACTGCTT 
GCAGAGGGGAGCGCCTACGGTCGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGATTGAACGCTGGCGGCAGGCCTAACACA 
TGCAAGTCGAGCGGTAACAGARAGTAGCTTGCTACTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGA 
AACGACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCAC 
CAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTG 
ACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGC 
GGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGG 
TGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGATACC 
CCGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGTTCTGTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAG 
GTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACT 
TACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGT 
GTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACT 
CGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTG 
CTCCAGAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACG 
GAGCGGAAAAGTAGCTTGCTACTTTGAAGCTTAGTGGCGAACGGGTGAGTAACGCGTGGATAACCTACCTATAAGAGGGGGATAACTTTCCGAAAGGAGAGCTAA 
TACCGCATAAAGTTGTTCTATGGCATCATGGAATAACCAAAGGAGCAATCCGCTTAGAGATGGGTCCGCGTCCGATTAGCTAGATGGTGGAGTAAAAGCCTACCA 
TGGCGACGATCGGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGG 
CGAAAGCCTGACGGAGCAATGCCGCGTGGGGGAAGAAGGTCTTCGGATTGTAAACCCTTGTCTTCAGGAGAAAAAATGACGGTACCTGAGGAGGAAGCCCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGCGCGTGCAGGCGGGTTTTTAAGTCTGATGTGAAAGACC 
GGAGCTCAACTCCGGGATTGCGACAGAAACTGGAAGTCTAGAGGCATGGAGAGGACAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACC 
CCAGTGGCGAAGGCGACTGTCTGGACATGACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAG 
TGCTAGGTGTTGCGGGTATCGACCCCTGCAGTGCCGCAGGAAACCCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACAAAATCTTGTAGAGATACGAGAGTGCTTTCG 
GAGAATTGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATACGCAGTTGCCAGCATTT 
AAGGTGGGGACTCTGCGTAGACTGCCCGGGACGACCGGGAGGAAGGCGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATG 
GCTGGTACAAACCGAAGCGAAGCGGCGAGGTGAAGCAAACCGGAGAAAGCCAGTCTAAGTTCGGATTGCTCTCTGCAACTCGAGAGCATGAAGTCGGAATCGCTA 
GTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGCAACACCCGAAGTCGGTGAGGTAACTCG 
CAAGAGAGCCAGCCGCCTAAGGTGGGGTCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCGCCCNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGCCTAATACATGCAAGTCGAGGGGCAGCACAGGTAGCAATACTGGGCGGCGACCGGCAAACGGGTG 
CGGAACACGTACGTAACCTTCCTCTAAATGGAGCATAGCCCGAAGAAATTCGGATTAATACTCCATAAGATTGTGGAGTGGCATCACTCAGCAATTAAAGAATTT 
CGTTTAGAGATGGGCGTGCGGCTGATTAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCGACGATCAGTAACTGGCGTGAGAGCGCGACCAGTCACACGGGCACT 
GAGACACGGGCCCGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGAAAGATGAAGGTCCTCTGGATN 
GTAAACTTCTTTTATGTGGGAAGAAACCACTCCTTTCTAGGGTGTTGACGGTACCATAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGTAGGCGGGTCAGTAAGTCCGTGGTGAAATCTCCAAGCTTAACTTGGAAACTGCCGTGGATACT 
ATAAGTCTTGAATGTTGTGGAGGTTAGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCAATTGCGAAGGCAGCTGGCTACACAAATA 
TTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGATTACTCGACATTTGCGATATACAGTAAGTGTC 
TGAGCGAAAGCATTAAGTAATCCACCTGGGAAGTACGACCACAAGGTTGAAACTCAAAGGAATTGACGGGGGTCCGCACAACGGGTGGAGCATGTGGTTTAATTC 
GATGATACGCGAGGAACCTTACCTGGGCTAGAATGATGGTGGCCCGATNCCTGAAAGGGACTTTGTACGAATAACACCTAAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAACAGGTCAAGCTGGGAACTCTAAAGAAACTGCCGTCGTAAGACGC 
GAGGAAGGAGGGGATGATGTCAAGTCATCATGGCCTTTATGCCCAGGGCTACACACGTGCTACAATGGTAGGAACAAAGGGCTGCTACCTGGTAACAGGATGCTA 
ATCTCAAAAATCCTATCTCAGTTCGAATTGAGGGCTGCAACTCGCCCTCATGAAGCTGGAATCGCTAGTAATCGTATATCAGCAATGATACGGTGAATACGTCCC 
CGGACCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGGACCTGAAGTCGGTAACCGCAAGGAACCGCCTAGGGTAAAATCGGTAATTGGGGCTAAGTCN 
TAACAAGGTNACCGTATCGGAAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTCATAGAGTTTGATCATGGCTCAGATTGA 
ACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCAGTTGT 
GGGGGATAACTACTCGAAAGAGTAGCTAATACCGCATGAGAACTGAGGT TGAAAGCAGGGGATCGCAAGACCTTGCGCAACTGGAGCGGCCGATGGCAGATTAGG 
TAGTTGGTGGGATAAAGGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATTTGGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTGGTACGGAACGAAAAGCTT 
CGGGTTAATACCCTGGAGTCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTA 
CTGGGCGTAAAGCGTGCGCAGGCGGTCTTGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAAGGCTGGAGTGCGGCAGAGGG 
GGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTAACTGACTCAGTAACGAAGCTAACGCGTGAAGTTGAC 
CCCCTGGGGAGTACGGCCCCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTAC 
CCACCTTTGACATATACGGAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGATACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCC 
GGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCA 
CACCATGGGAGCGGGTCTCGCCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTA 
TCGGAAGGTGCGGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTAGTTTGATCATGTCTCAGATTGAACGCTGCCGG 
CATACTTTACACATGCAAGTCGAACGGTAACAGGCCGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACGC 
AGCGAAAGCTGTGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGACCGTAAGGCCTCGCGCGATTGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGG 
TAAAGGCTCACCAAGCCAACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
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Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

658878 Bacteria_16S 187306 187269 9 46 gi|265678938|ref|NR_029246.1| Clostridium 

collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 

collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 207309 207272 9 46 gi|265678924|ref|NR_029232.1| Clostridium 

argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 

argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 208862 208825 9 46 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 

strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 211970 211933 9 46 gi|265678921|ref|NR_029229.1| Clostridium baratii 

strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 213560 213507 5 58 gi|265678920|ref|NR_029228.1| Marinomonas vaga 

strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
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Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 
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polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

658878 Bacteria_16S 281785 281732 1 53 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 

strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
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rossiae Bacteria; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Staphylococcus 
lococcus nepalensis 


ref|NR_028991.1 


Sporomusa aerivorans 


548509 550044 Sporomusa aerivorans Bacteria; 


658878 Bacteria_16S 


658878 Bacteria_16S 
strain V2-BIII-A2 
Firmicutes; Bacil 
658878 Bacteria_16S 


Firmicutes; 
658878 Bacteria_16S 


Bacteria; Firmicutes; 
658878 Bacteria_16S 


658878 Bacteria_16S 
mindensis strain 
mindensis Bacteria; 
658878 Bacteria_16S 
H 1 16S ribosomal 
Clostridia; 
658878 Bacteria_16S 


urinaehominis Bacteria; 


658878 Bacteria_16S 


Firmicutes; 
658878 Bacteria_16S 


658878 Bacteria_16S 
strain CK74 16S r 
Firmicutes; 
658878 Bacteria_16S 
silvestris strain 
silvestris Bacteria; 
658878 Bacteria_16S 
histaminiformans 
histaminiformans 
658878 Bacteria_16S 


lales; 


Clostridia; 


Clostridia; 


Clostridia; 


Bacteria; 


550648 550611 9 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 
versmoldensis Bacteria; 


606456 606419 9 
picturae strain R-5321 16S ribosomal RNA, partial sequence 
Bacillales; Bacillaceae; 
609526 609489 9 
psychrophilum strain CMS 530r 16S ribosomal RNA, partia 


psychrophilum Bacteria; 


TMW 1.80 16S ribosomal RNA, 
Firmicutes; 
643163 643126 9 
RNA, partial sequence 
Clostridiales; Veillonellaceae; 
650785 650748 9 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial seque 
Lactobacillales; Aerococcacea 


730832 730795 9 
HR3-23 16S ribosomal RNA, partial sequence 
Firmicutes; 
735353 735316 9 
strain MR2 16S ribosomal RNA, partial 
Firmicutes; 
743019 742970 8 
strain 3-p 16S ribosomal RNA, partial sequence 


Firmicutes; 
585384 585347 
16S ribosomal RNA, 

Bacillaceae; 
589849 589788 
strain 3WC2 16S ribosomal RNA, partial sequence 
Clostridiales; 


Firmicutes; 
611073 611036 9 


Firmicutes; 
652178 652141 9 
strain CK55 16S ribosomal RNA, partial sequence 

Clostridiales; 
661186 661149 9 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial seque 
pinnipedialis Bacteria; 
683785 683748 9 
ibosomal RNA, partial sequence 
Clostridiales; 


Firmicutes; 


46 gi 
Lactobacillales; 
9 46 gi 
partial sequence 
Bacillus. 


9 70 gi 
58 
Clostridiaceae; 
46 gi 


46 gi 
642624 64 
Sporomusa. 
46 gi 


46 gi 

65 
Clostridiaceae; 
46 gi 


Bacillales; Jeotgalicoccus. 
46 gi| 265678593 
683287 68472 
Clostridiaceae; Clostridiu 
46 gi| 265678561 
Bacillales; Planococcaceae; Soli 
46 gi| 265678558 


Clostridia; 


57 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


658878 Bacteria_16S 
strain AB1110 16S 
Proteobacteria; 
658878 Bacteria_16S 
montpellierensis 
montpellierensis 
658878 Bacteria_16S 


suicloacalis Bacteria; 
658878 Bacteria_16S 


Firmicutes; 
658878 Bacteria_16S 
strain MOL361 16S 


658878 Bacteria_16S 
strain AIP313.00 
Firmicutes; Clostridia; 
658878 Bacteria_16S 
ingluviei strain 
Bacteria; Firmicutes; 
658878 Bacteria_16S 


Firmicutes; Clostridia; 
658878 Bacteria_16S 
strain ATCC 43541 
Firmicutes; Clostridia; 
658878 Bacteria_16S 


Bacteria; 


Lactobacillales; 


751419 751362 1 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
766468 766431 9 
strain ADV 281.99 16S ribosomal RNA, partial seq 
Clostridiales; 


Firmicutes; 


Firmicutes; 
772576 772539 9 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 
Lactobacillales; 
775731 775694 9 
strain HKU4 16S ribosomal RNA, partial sequence 
Streptococcaceae; 

798717 798680 9 
ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
804855 804818 9 
16S ribosomal RNA, partial sequence 804384 80579 


58 gi 


46 gi 


Clostridia; 


46 gi 


46 gi 
46 gi 


46 gi 


Clostridiales; Veillonellaceae; 


807968 807931 9 
KR3 16S ribosomal RNA, partial sequence 
Lactobacillales; Lactobacillaceae; 
827766 827705 9 


strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 


46 gi 


70 gi 


Clostridiales; Veillonellaceae; 


829342 829305 9 
16S ribosomal RNA, partial sequence 


46 gi 


Clostridiales; Veillonellaceae; 


830875 830838 9 


46 gi 


La 


Oceanobacillus. 


Clostridiales; 


742578 74395 


750969 75229 


Carnobacteria 


775183 77669 
Streptococcus. 


798207 79971 


60592 


265678622 


265678617 


265678615 
1676 65311 
Clostridiu 
265678608 


sequence 
265678551 


Rhodospiri 


265678545 


265678535 


265678531 


265678529 


265678513 


265678509 


265678507 
80741 
Lactobac 
265678494 
82720 


4123 Sporomusa 


Anaeroglobus. 


Selenomonas. 
265678493 |ref|NR_028796.1 
828783 830273 Seleno: 


Selenomonas. 


ref |NR_028927.1 


llaceae; Rhodoc 
ref |NR_028849.1 
3 Acinetobacter 
ae; 


Turicibacte 
ref |NR_028812.1 
1 Anaeroglobus 


ref |NR_028810.1 
2 808917 Lactob 
illus. 
ref |NR_028797.1 
9 828732 Seleno 


265678492 


haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 


ref |NR_028795.1 
830324 831835 


ovata Bacteria; 


265678685 |ref|NR_028990.1| Lactobacillus 
550095 551652 Lactobacillus 

ctobacillaceae; Lactobacillus. 
265678662|ref|NR_028967.1| Bacillus barbaricus 

584888 586308 Bacillus barbaricus Bacteria; 
265678659|ref|NR_028964.1| Clostridium colicanis 
9361 590795 Clostridium colicanis Bacteria; 
Clostridium. 
265678647 |ref|NR_028952.1| Oceanobacillus 


0 607435 Oceanobacillus picturae 


46 gi|265678645|ref|NR_028950.1| Planomicrobium 
1 sequence 609006 610485 Planomicrobium 
Bacillales; Planococcaceae; Planomicrobium. 
46 gi|265678644|ref|NR_028949.1| Lactobacillus 
complete sequence 610536 612079 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 


Sporomusa ovata strain 
Firmicutes; 


ref|NR_028922.1] Aerococcus 
nce 650305 651625 Aerococcus 
e; Aerococcus. 
ref|NR_028920.1| Clostridium uliginosum 
2 Clostridium uliginosum Bacteria; 
m. 
ref|NR_028913.1| Jeotgalicoccus 
nce 660668 662086 Jeotgalicoccus 
ref |NR_028898.1| Clostridium acidisoli 
3 Clostridium acidisoli Bacteria; 
m. 
ref|NR_028865.1| Solibacillus 

730321 731827 Solibacillus 
bacillus. 
ref|NR_028862.1| Allisonella 

734793 736329 Allisonella 
Veillonellaceae; Allisonella. 
ref|NR_028855.1| Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 
i 


sta. 
Acinetobacter towneri 
towneri Bacteria; 


Acinetobacter. 


ref |NR_028839.1| Veillonella 
uence 765978 767386 Veillonella 
Veillonellaceae; Veillonella. 
ref |NR_028835.1| Atopostipes 

772034 773579 Atopostipes 
ceae; Atopostipes. 
ref |NR_028833.1| Streptococcus sinensis 
4 Streptococcus sinensis Bacteria; 
ref|NR_028816.1| Turicibacter sanguinis 


4 Turicibacter sanguinis Bacteria; 


r. 
Anaeroglobus geminatus 


geminatus Bacteria; 


Lactobacillus 
acillus ingluviei 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Enterococcus 
Enterococcus 


658878 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


tes; 


658878 Bacteria_16S 


ruestringensis st 
ruestringensis Ba 


658878 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


658878 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


tes; 


658878 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


658878 Bacteria_16S 


salivarius strain 
salivarius Bacter 


ia; 


658878 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


ria; 


658878 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


658878 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


658878 Bacteria_16S 


199/55 16S riboso: 
Gammaproteobacter 


ia; 


658878 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


ia; 


658878 Bacteria_16S 


succinus subsp. s 


cteria; 


bacillales; 


ribosomal RNA, 
bacillales; 


832431 832394 9 


Lactobacillales; 
864233 864164 1 


897408 897371 9 


915990 915953 9 


Lactobacillales; 
926893 926836 1 


Proteobacteria; 


932990 932953 9 


HO 66 16S ribosomal RNA, 


Firmicutes; 
962427 962390 9 


Firmicutes; 
996245 996208 9 


999329 999264 5 


1014401 1014344 1 


mal RNA, partial sequence 


Pseudomonadales; 
1017390 10173255 


RNA, partial sequence 


Pseudomonadales; 
1018930 1018893 9 


Staphylococcus succinus subsp. 
658878 Bacteria_16S 


strain SK3 16S ri 


bosomal RNA, 


1020529 1020492 9 
complete 


46 
n 330 16S ribosomal RNA, partial seque 
Enterococcaceae; 

70 
rain Bl 16S ribosomal RNA, partial seq 
Bacteroidetes; 


46 


ribosomal RNA, partial sequence 
Enterococcaceae; 


n 1877 16S ribosomal RNA, partial sequ 


in LSv54 16S ribosomal RNA, partial se 
eria; 


n 47-16 16S ribosomal RNA, partial seq 


complete sequence 
Carnobacteriaceae; 


Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


uccinus strain AMG-D1 16S ribosomal RN. 


Flavobacteria; 


265678491 
nce 


gi 


265678469 
uence 


gi 


gi|265678446 


Enterococcus. 
46 gi|265678434|ref|NR_028736.1 
ence 915445 916988 Strept 
Streptococcaceae; Streptococcus; Streptoco 
3 70 gi| 265678427 |ref|NR_028729.1 
quence 926361 927852 
Deltaproteobacteria; Desulfobacterales; De 
46 gi| 265678423 |ref|NR_028725.1 
complete sequence 932436 934005 
Lactobacillales; Lactobacillaceae; Lactobacillu 
46 gi|265678403|ref|NR_028705.1 
uence 961894 963406 
Lactobacillales; Enterococcaceae; Enterococcus. 
46 gi|265678380|ref|NR_028682.1 


Granulicatella. 

70 gi|265678378|ref|NR_028680.1 
ce 998800 1000269 Thiomi 
hales; Piscirickettsiaceae 

58 gi| 265678368 |ref|NR_028670.1 

1013897 1015342 Moraxella ovis Bacter 

Moraxellaceae; Moraxella. 
70 gi|265678366|ref|NR_028668.1 
1016889 1018335 Moraxella bovis Bacte 
Moraxellaceae; Moraxella. 

46 gi| 265678365 |ref|NR_028667.1 
A, complete sequence 

succinus Bacteria; Firmicutes; Bacillales; 

46 gi|265678364|ref|NR_028666.1 

sequence 1019984 1021495 Streptococcus 


83188 
Enterococ 


Flavobacte 


896853 89837 


995703 99724 


ref |NR_028794.1 
6 833394 Entero 
cus. 
ref |NR_028772.1 

863710 865135 
riales; Flavobac 
ref |NR_028748.1 


0 Granulicatella 


Enterococcus 
coccus moraviensis 


Muricauda 

Muricauda 
teriaceae; Muricauda. 
Enterococcus avium 


6 Enterococcus avium Bacteria; 


Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Lactobacillus 
Lactobacillus 


n 


Enterococcus 
Enterococcus 


Granulicatella elegans 
elegans Bacteria; 


Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Moraxella ovis strain 
ia; Proteobacteria; 


, 


Moraxella bovis strain 
ria; Proteobacteria; 


Staphylococcus 

1018386 1019933 
Staphylococcus. 
Streptococcus gordonii 
gordonii Bacteria; 


Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

658878 Bacteria_16S 1022082 1022045 9 46 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

658878 Bacteria_16S 1023653 1023616 9 46 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

658878 Bacteria_16S 1032718 1032681 9 46 gi|265678356|ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 1064775 1064722 5 58 gi|265678334|ref|NR_028636.1| Marinomonas 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

658878 Bacteria_16S 1081000 1080963 9 46 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
strain NAF0O01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 1082527 1082490 9 46 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 1087073 1087036 9 46 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 1091722 1091685 9 46 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 1117393 1117356 9 46 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

658878 Bacteria_16S 1123506 1123469 9 46 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 1155132 1155095 9 46 gi|253680753|ref|NR_028001.1| Oceanobacillus 


iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 


Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Oceanobacillus. 


658878 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


658878 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


658878 Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 


658878 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


658878 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


658878 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


658878 Bacteria_16S 
ribosomal RNA, partial sequence 
Hydrogenothermaceae; 


strain EX-H1 16S 
Aquificae; Aquifi 


658878 Bacteria_16S 
n CCUG 42692 16S ribosomal RNA, partia 
Lactobacillales; 


gallinaceus strai 
gallinaceus Bacte 


658878 Bacteria_16S 
train Az-Ful 16S ribosomal RNA, partia 


azorense Az-Ful s 
azorense Az-Ful B 


limnophilus strai 
limnophilus Bacte 


658878 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


658878 Bacteria_16S 
ain YKJ-115 16S ribosomal RNA, partial 
Bacillales; 


psychrophilus str 
psychrophilus Bac 


658878 Bacteria_16S 
in YKJ-101 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Jeotgali 
658878 Bacteria_16S 
rain PA 231 16S ribosomal RNA, partial 


halotolerans stra 
halotolerans Bact 


subsp. 
subsp. 


equorum st 
equorum Ba 


658878 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


658878 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


658878 Bacteria_16S 
ribosomal RNA, partial sequence 


owensensis OL 16S 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 
658878 Bacteria_16S 1306062 1306013 8 57 gi|219846269 


506 16S ribosomal 
Alphaproteobacter 


658878 Bacteria_16S 
train DSM 10 16S ribosomal RNA, partia 
Bacillales; 


subtilis s 
subtilis B 


subsp. 
subsp. 


658878 Bacteria_16S 


schleiferi subsp. 


cales; 
1224691 1224654 9 


Firmicutes; 
1241449 1241412 9 


ria; 


1254867 1254830 9 


Firmicutes; 
1265386 1265349 9 


ria; 


, partial sequence 
ridiales; Clostridiaceae; 
1284856 1284819 9 

teria; Firmicutes; 
1286413 1286376 9 


1294004 1293967 9 


cteria; Firmicutes; 
1296915 1296878 9 
lales; Bacillaceae; 
1301447 1301410 9 


acteria; Firmicutes; 
1318299 1318262 9 


1319841 1319804 9 


Persephonella. 
46 gi| 219878314 
1 sequence 
Streptococcace 
46 gi| 219878120 
1 sequence 
genotherma 
46 gi|219857194 
sequence 
Paenibacillaceae; B 
46 gi| 219846539 


Bacillales; 


bosomal RNA, partial sequence 
Bacillus. 


Clostridium. 
46 gi|219846054 
sequence 
Jeotgalicoccus. 
46 gi| 219846053 
sequence 
coccus. 
46 gi| 228715348 
sequence 
Staphylococcus. 
46 gi| 219857534 
1296399 12978 
46 gi| 219846639 


46 


46 


1190944 11924 


acteria; Aquificae; Aquificales; Hydro 
658878 Bacteria_16S 
n DSM 6472 16S ribosomal RNA, partial 
Bacillales; 


tes; Clostridia; Thermoanaerobacterales; Thermoa 
losiruptor. 
1304557 1304520 9 46 gi|219846460 


RNA, complete sequence 1305606 1307012 Stark 
ia; Rhizobiales; Xanthobacteraceae; Starkeya. 
1315188 1315151 9 46 gi|228716557 


Bacil 
gi 


coagulans strain GA 211 16S ribosomal 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
658878 Bacteria_16S 


gi 


subsp. urealyticus strain MAW 8436 16S ribosomal RNA, p 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacill 


658878 Bacteria_16S 
carnosus strain 361 16S ribosomal RNA, 


carnosus subsp. 


carnosus subsp. Cc 


658878 Bacteria_16S 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 


1321383 1321346 9 


arnosus Bacteria; 
1322926 1322889 9 


Firmicutes; 


46 gi 
Bacillal 
46 gi 


1304017 13055 


1 sequence 
laceae; Ba 
228715349 
RNA, part 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 


1159681 1159644 9 46 gi|228721485|ref|NR_027608.1| Desulfotomaculum 

71 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

1165816 1165779 9 46 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
somal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

1171864 1171792 1 73 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 

11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
1173431 1173362 1 70 gi|228719222|ref|NR_027581.1| Capnocytophaga 
16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
cteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

1177907 1177870 9 46 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
osomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
aetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

1180959 1180922 9 46 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 
haerae; Victivallales; Victivallaceae; Victivallis. 

1191439 1191402 9 46 gi|228715750|ref|NR_027538.1| Persephonella marina 


06 Persephonella marina EX-H1 Bacteria; 
ref|NR_025453.1 
1224170 122567 
ae; Streptococcu 
ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_026131.1 


Streptococcus 
1 Streptococcus 
Ss. 
Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Brevibacillus 
5 Brevibacillus 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


ref|NR_025644.1| Jeotgalicoccus 
1284334 1285840 Jeotgalicoccus 
ref|NR_025643.1| Jeotgalicoccus 


1285891 1287396 Jeotgalicoccus 
ref|NR_027520.1 


1293463 129495 


Staphylococcus equorum 
6 Staphylococcus equorum 


ref|NR_025122.1| Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 


ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref 
eya 


NR_025859.1 
novella Bact 


Starkeya novella DSM 
eria; Proteobacteria; 


ref|NR_027552.1| Bacillus subtilis 
1314657 1316173 Bacillus subtilis 

cillus. 

ref|NR_027521.1| Staphylococcus 

ial sequence 1317758 1319249 


Staphylococcus. 


228715345 


ref|NR_027519.1| Staphylococcus capitis 
uence 1319300 1320791 Staphylococcus 
hylococcus. 

ref|NR_027518.1| Staphylococcus 

quence 1320842 1322334 Staphylococcus 
lococcus. 

ref|NR_027517.1] Streptococcus 


1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


Streptococcus. 


658878 Bacteria_16S 1324465 1324428 9 46 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

658878 Bacteria_16S 1327538 1327501 9 46 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 1328976 1328939 9 46 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

658878 Bacteria_16S 1371539 1371502 9 46 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

658878 Bacteria_16S 1410538 1410501 9 46 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

658878 Bacteria_16S 1419639 1419602 9 46 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 1433574 1433537 9 46 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

658878 Bacteria_16S 1441317 1441280 9 46 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

658878 Bacteria_16S 1477524 1477487 9 46 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 1479095 1479058 9 46 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

658878 Bacteria_16S 1509223 1509186 9 46 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
658878 Bacteria_16S 1510802 1510765 9 46 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

658878 Bacteria_16S 1513671 1513634 9 46 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 1524288 1524251 9 46 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

658878 Bacteria_16S 1525808 1525771 9 46 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 1583141 1583104 9 46 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

658878 Bacteria_16S 1584697 1584660 9 46 gi| 219878488 |ref|NR_025627.1| Viridibacillus arvi 


strain LMG 22165 
Firmicutes; Bacil 


658878 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


658878 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


658878 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


658878 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


658878 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


658878 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


658878 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


Viridibacillus. 
46 gi 


lales; Planococcaceae; 
1586252 1586215 9 
osomal RNA, partial sequence 
laceae; Bacillus. 

1587813 1587776 9 46 gi 
bacillales; Enterococcaceae; Enterococ 
1609333 1609296 9 46 gi 
m strain CECT 5772 16S ribosomal RNA, 

atorum Bacteria; Firmicutes; Lactobaci 


1630408 1630371 9 46 gi 


omal RNA, partial sequence 
laceae; Bacillus. 


16S ribosomal RNA, partial sequence 1584175 15856 


1585730 15872 


16S ribosomal RNA, partial sequence 1587284 15887 


16S ribosomal RNA, partial sequence 1629885 16313 


219878487 


219878486 


cus. 
219878470 
partial se 
llales; St 
219878456 


quen 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025625.1 
92 Enterococcus 
ref|NR_025609.1 
ce 160886 
ococcaceae; 
NR_025595.1 


rept 
ref 


lales; Bacillaceae; Bacillus. 

1631949 1631912 9 46 gi| 219878455 |ref|NR_025594.1 
143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysip 
tes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; E 

1635070 1635033 9 46 gi| 219878453 |ref|NR_025592.1 
n Sl 16S ribosomal RNA, partial sequence 1634530 1635961 Planoc 
tes; Bacillales; Planococcaceae; Planococcus. 

1636532 1636495 9 46 gi| 219878452 |ref|NR_025591.1 


79 Viridibacillus 


arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 


italicus Bacteria; 


Streptococcus equi 

3 1610272 Streptococcus 
Streptococcus. 
Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Planococcus 
occus maitriensis 


1636012 1637452 Bacillus soli Bacteria; 


Bacillus soli strain 
Firmicutes; 


658878 Bacteria_16S 


R-15447 16S ribos 
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658878 Bacteria_16S 


strain DSM 5901 1 


DSM 5900 16S ribo 
Alphaproteobacter 


658878 Bacteria_16S 
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galactosidilyticu 


658878 Bacteria_16S 
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658878 Bacteria_16S 
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658878 Bacteria_16S 
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658878 Bacteria_16S 
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strain DSM 1672 1 
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658878 Bacteria_16S 
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658878 Bacteria_16S 
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658878 Bacteria_16S 
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658878 Bacteria_16S 
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658878 Bacteria_16S 
6S ribosomal RNA, partial sequence 1856650 18581 
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658878 Bacteria_16S 
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Firmicutes; Clost 


658878 Bacteria_16S 
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laceae; Bacillus. 
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gi 
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ne 
co 


oc 


al 
ct 


1637503 1638932 Bacil 


6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
658878 Bacteria_16S 
somal RNA, partial sequence 1648203 1649649 Stell 


1684753 16861 


219878414 
e 16892 
ccus. 

219878377 
17443 
cus. 

219878375 


6S ribosomal RNA, partial sequence 1747351 17488 


16S ribosomal RNA, partial sequence 1751903 17534 


6S ribosomal RNA, partial sequence 1838512 18400 
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lus. 
219878308 
sequenc 
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1841624 18431 


219878306 


1843183 18446 


219878451|ref|NR_025590.1| Bacillus vireti strain 
lus vireti Bacteria; Firmicutes; 
219878444 |ref|NR_025583.1| Stella vacuolata 
52 Stella vacuolata Bacteria; 
Acetobacteraceae; Stella. 
219878443|ref|NR_025582.1| Stella humosa strain 


a humosa Bacteria; Proteobacteria; 

; Stella. 

219878441|ref|NR_025580.1| Bacillus 
partial sequence 1651192 1652677 Bacillus 
cillaceae; Bacillus. 
219878434|ref|NR_025573.1| Sporosarcina 
sequence 1660434 1661916 Paenisporosarcina 
ccaceae; Paenisporosarcina. 

219878419 |ref|NR_025558.1| Clostridium 
rtial sequence 1683285 1684702 Clostridium 
tridiales; Clostridiaceae; Clostridium. 
219878418|ref|NR_025557.1| Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025516.1 
69 1745812 Strept 


Streptococcus ratti 
ococcus ratti Bacteria; 


ref|NR_025514.1| Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 


Megamonas. 
219878372|ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 
219878334|ref|NR_025473.1| Bacillus 
ial sequence 1801788 1803290 Bacillus 
aceae; Bacillus. 
219878330|ref|NR_025469.1] Planococcus 
sequence 1807983 1809461 Planococcus 
aceae; Planococcus. 
219878310|ref|NR_025449.1| Lactobacillus 
sequence 1836949 1838461 Lactobacillus 
tobacillaceae; Lactobacillus. 
219878309|ref|NR_025448.1| Lactobacillus hamsteri 


21 Lactobacillus hamsteri Bacteria; 


Lactobacillus 
3 Lactobacillus 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacillus. 

ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


bacillales; Carnobacteriaceae; Isobaculum. 

1854237 1854200 9 46 gi|219878298|ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

1857189 1857152 9 46 gi| 219878296 |ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


bacillales; Carnobacteriaceae; Trichococcus. 

1880142 1880105 9 46 gi|219878279|ref|NR_025418.1| Propionispora 

FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 

ia; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

1881723 1881686 9 46 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
6S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

1883299 1883262 9 46 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
6S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

1884879 1884842 9 46 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Veillonellaceae; 


Sporomusa 


658878 Bacteria_16S 1891034 1890997 9 46 gi|219878270|ref|NR_025409.1 
strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 18919 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 1892555 1892518 9 46 gi| 219878269 |ref|NR_025408.1 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 189204 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 1903152 1903115 9 46 gi|219878261|ref|NR_025400.1 
CIP 106764 16S ribosomal RNA, partial sequence 1902626 19040 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

658878 Bacteria_16S 1908831 1908794 9 46 gi| 219878257 |ref|NR_025396.1 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 190981 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
658878 Bacteria_16S 1911847 1911810 9 46 gi| 219878255 |ref|NR_025394.1 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

658878 Bacteria_16S 1918044 1918007 9 46 gi| 219878249 |ref|NR_025388.1 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 19190 

Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

658878 Bacteria_16S 1940821 1940784 9 46 gi|219878234|ref|NR_025373.1 


strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 19418 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 1943963 1943926 9 46 gi| 219878232 |ref|NR_025371.1 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactob 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 1945530 1945493 9 46 gi|219878231|ref|NR_025370.1 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Aerococcus 
6 Aerococcus 


Ureibacillus terrenus 


terrenus Bacteria; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Bacillus fumarioli 


strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 1960696 1960659 9 46 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

658878 Bacteria_16S 1969672 1969623 8 57 gi|219878215|ref|NR_025354.1| Azospirillum 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 

658878 Bacteria_16S 1972597 1972560 9 46 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 1974172 1974135 9 46 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

658878 Bacteria_16S 2032181 2032136 8 53 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

658878 Bacteria_16S 2039888 2039851 9 46 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

658878 Bacteria_16S 2050838 2050801 9 46 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

658878 Bacteria_16S 2083010 2082973 9 46 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 2089026 2088961 5 70 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

658878 Bacteria_16S 2095120 2095083 9 46 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 2108774 2108737 9 46 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 2114863 2114826 9 46 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

658878 Bacteria_16S 2123966 2123929 9 46 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 2125522 2125485 9 46 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 2140578 2140541 9 46 gi| 219857641 |ref|NR_025230.1| Megasphaera 


micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 


214009 


2 2141502 Megasphaera 


micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 


658878 Bacteria_16S 2169352 2169315 9 46 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

658878 Bacteria_16S 2186026 2185989 9 46 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

658878 Bacteria_16S 2196639 2196602 9 46 gi|219857601|ref|NR_025189.1]| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 2231402 2231365 9 46 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

658878 Bacteria_16S 2258886 2258849 9 46 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

658878 Bacteria_16S 2285050 2285013 9 46 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 2313628 2313591 9 46 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

658878 Bacteria_16S 2351303 23512311 73 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

658878 Bacteria_16S 2354359 2354294 5 70 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
658878 Bacteria_16S 2381717 2381680 9 46 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
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658878 Bacteria_16S 2550913 2550876 9 46 gi| 219857343 
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Bacillus vietnamensis 
2711598 2712985 Bacillus vietnamensis Bacteria; 


TTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTGGTACGGAACGAAACGGTCTGGGTTAATACC 
TCGGGCTAATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTTGTGACTGCAAGGCTGGAGTGCGGCAGAGGGGGATGGAATTCC 
GCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTTACTTTCTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGT 
ACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACA 
TGGCAGGAAGTTTCCAGAGATGGATTCGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTATAGGTGGGGCTACACACGTCATACAATGGCCGGTACAAAGGGCAGCCAACCCGCGAGGGGGAGCCAATCCCATAAAGCCGGTCGTAGTCCGGATCGCAGTCT 
GCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGC 
GGGTCTCGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCG 
GCTTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTATGTTTGATCCTGGCTCAGACTGAACGCTGGCGGCATGCTTTACAC 
ATGCAAGTCGAACGGTAACAGGCCGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACGCAGCGAAAGCTGT 
GCTAATACCGCATACGATCTATGGATGAAAGCGGGGGACCGTAAGGCCTCGCGCGATTGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCCTACC 
AAGCCAACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGG 
GCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAACGGTCTGGGTTAATACCCTGGACTAATGA 
CGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCG 
GTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTTGTGACTGCAAGGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGT 
GAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTTACTTTCTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGGCAGGAAGTT 
TCCAGAGATGGATTCGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATTGGTGGGG 
GTACACACGTCATACAATGGCCGGTACAAAGGGCAGCCAACCCGCAAGGGGGAGCCAATCCCATAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTG 
CGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAG 
AAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGGGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGGTGGANNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGTTTGATCCTGTCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGG 
TAACAGGCCGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACGCAGCGAAAGCTGCGCTAATACCGCATAC 
GATCTATGGATGAAAGCGGGGGACCGTAAGGCCTCGCGCGATTGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCAACGATCTGT 
AGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCC 
AGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAACGGTCTGGGTTAATACCCTGGGCTAATGACGGTACCGTAAGAAT 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGT 
CGTGAAATCCCCGGGCTCAACCTGGGAATTGCGATTGTGACTGCAAAGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATAT 
GCGGAGGAACACCGATGGCGAAAGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCC 
TAAACGATGTCAACTGGTTGTTGGGTCTCTTCTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCCCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAATTTGCCAGAGATGGCTTA 
GTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTT 
GCTACATTCAGTTGGGGACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTC 
ATACAATGGCCGGTACAAAGGGTCGCAAACCCGCGAGGGGGAGCCAATCCATCAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGG 
AATCGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAGTTAGC 
CTAACCGCAAGGAGGGCGATTACCACGGGGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGANNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTAGTTTGATCATGTCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTC 
TTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACGAAGCGAAAGCTTTGCTAATACCGCATAAGATCTACGG 
ATGAAAGCAGGGGACCGCAAGGCCTTGCGCGAACGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCT 
GAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCC 
GCGTGAAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTGGTACGGAACGAAAAGACTCTGGTTAATACCTGGGGTCCATGACGGTACCGTAAGAATAAGCACCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATATAAGACAGATGTGAAATC 
CCCGGGCTCAACCTGGGAACTGCATTTGTGACTGTATAGCTAGAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAA 
CACCGATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATG 
TCAACTGGTTGTTGGGTCTTCACTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAATCCTTTAGAGATAGAGGAGTGCTCGAA 
AGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAA 
GGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGG 
TACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAAT 
CGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGGTAGCCTAACCGTAAGGA 
GGGCGCTTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNTTTGTTTGATCCTGTCTCAGACTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACG 
AGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGAGAGTGGGGGATAACGAAGCGAAAGCTTTGCTAATACCGCATACGATCTCAGGATGAAAGCAGGGGA 
CCGCAAGGCCTTGCGCTCACGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAA 
GGCCTTCCGGTTGTAAACTTCTTTTGTACGGAACGAAAAGACTCTGGTTAATACCTGGGGTCCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCT 
GGGAACTGCATTTGTGACTGTATAGCTAGAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAG 
GCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGGTG 
GGTCTTCACTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCG 
GTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAACCGTAACA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTCAGTTGGGCACTCTA 
ATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGT 
TGCCAACCCGCGAGGGGGAGCCAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAG 
AATGTCGTGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTAC 
CACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGT TGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNTTCATGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGTAATCCTGGTGGCGAGTGGCGAACGGGTGA 
GTAATATATCGGAACGTGCCCAGTCGTGGGGGATAACGTAGCGAAAGCTACGCTAATACCGCATACGATCTATGGATGAAAGCGGGGGATCGCAAGACCTCGCGC 


658878 Bacteria_16S 2725789 2725752 9 46 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 


strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 2727337 2727300 9 46 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

658878 Bacteria_16S 2731911 2731874 9 46 gi|219857166|ref|NR_024794.1| Marinilactibacillus 


psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

658878 Bacteria_16S 2769044 2769007 9 46 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
658878 Bacteria_16S 2793152 2793091 9 70 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
658878 Bacteria_16S 2817325 2817288 9 46 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 


658878 Bacteria_16S 2837034 2836997 9 46 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

658878 Bacteria_16S 2869433 2869396 9 46 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
658878 Bacteria_16S 2871013 2870976 9 46 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 


strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
658878 Bacteria_16S 2872590 2872553 9 46 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
658878 Bacteria_16S 2875755 2875718 9 46 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
658878 Bacteria_16S 2878901 2878864 9 46 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
658878 Bacteria_16S 2880467 2880430 9 46 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
658878 Bacteria_16S 2882020 2881983 9 46 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
658878 Bacteria_16S 2886438 2886401 9 46 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

658878 Bacteria_16S 2887964 2887927 9 46 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
658878 Bacteria_16S 2889487 2889450 9 46 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


658878 Bacteria_16S 2907736 2907699 9 46 gi|219856851|ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

658878 Bacteria_16S 2909282 2909245 9 46 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

658878 Bacteria_16S 2910826 2910789 9 46 gi|219856849|ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

658878 Bacteria_16S 2912368 2912331 9 46 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

658878 Bacteria_16S 2913912 2913875 9 46 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

658878 Bacteria_16S 2915455 2915418 9 46 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

658878 Bacteria_16S 2916997 2916960 9 46 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 


arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 
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Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

658878 Bacteria_16S 3216594 3216557 9 46 gi|219846776|ref|NR_026368.1 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Strept 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

658878 Bacteria_16S 3240854 3240817 9 46 gi|219846760|ref|NR_026352.1 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

658878 Bacteria_16S 3245505 3245468 9 46 gi| 219846757 |ref|NR_026349.1 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi 
Bacillales; Listeriaceae; Listeria. 

658878 Bacteria_16S 3264919 3264882 9 46 gi|219846744|ref|NR_026336.1 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 32658 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 3286155 3286118 9 46 gi|219846730|ref|NR_026322.1 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 32871 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 3303004 3302967 9 46 gi| 219846719 |ref|NR_026311.1 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus 
Firmicutes; Bacillales; Salinicoccus. 

658878 Bacteria_16S 3304586 3304549 9 46 gi|219846718|ref|NR_026310.1 
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16S 3532992 35329319 70 gi|219846554 
6S ribosomal RNA, partial sequence 3532506 35339 
tridia; Clostridiales; Clostridiaceae; Sarcina. 
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ococcus thoraltensis 


Thermobrachium celere 
celere Bacteria; 


Listeria grayi strain 
Bacteria; Firmicutes; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Salinicoccus roseus 


roseus Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Dialister pneumosintes 
ter pneumosintes 


Succiniclasticum 
iclasticum ruminis 
m. 

Clostridium viride 


86 Clostridium viride Bacteria; 


Clostridium 
2 Clostridium 
ostridium. 

Clostridium 
6 Clostridium 
Clostridium. 

Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


ref|NR_026139.1 


Bacillus pseudofirmus 


strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 


Firmicutes; Baci 


llales; 


Bacillaceae; 


Bacillus. 


658878 Bacteria_16S 3545471 3545434 9 46 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

658878 Bacteria_16S 3550070 3550033 9 46 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 3551601 3551564 9 46 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

658878 Bacteria_16S 3578817 3578768 8 57 gi|219846523|ref|NR_026115.1| Blastobacter 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 3579789 Blastobacter 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
658878 Bacteria_16S 3583387 3583326 9 70 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

658878 Bacteria_16S 3584976 3584939 9 46 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 


faecium strain ACM 3679 16S ribosomal RNA, partial sequen 
Clostridiales; Veillone 


Bacteria; 


658878 Bacteria_ 
strain R91/1468 1 


Firmicutes; 


sputigena strain 


sputigena ATCC 33 


Capnocytophaga. 


658878 Bacteria_ 


strain NCIMB 629 
Firmicutes; 
Firmicutes; 


strain NCFB 2890 
Firmicutes; 


strain AW 25 16S 
Firmicutes; 


16S 3723009 3722972 9 46 gi|219846419|ref|NR_026010.1 
strain M215 16S ribosomal RNA, partial sequence 3722493 372398 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
16S 3844749 3844712 9 46 gi| 219846332 |ref|NR_025922.1 
ribosomal RNA, partial sequence 3844228 38456 
Staphylococcus. 
16S 3850706 3850645 9 70 gi| 219846328 |ref|NR_025918.1 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 385021 


cellulosolvens ATCC 35603 Bacteria; 


Ruminococcaceae. 


658878 Bacteria_16S 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequ 
cellulolyticus Bacteria; 
658878 Bacteria_16S 
F275 16S ribosomal RNA, partial sequence 


Lactobacillales; 


658878 Bacteria_16S 


strain 2917B 16S 
Firmicutes; 


658878 Bacteria_16S 
strain ATCC 10379 


Bacteria; 


658878 Bacteria_16S 


strain RT4. 
Firmicutes; 


658878 Bacteria_16S 
muriaticus strain 


Bacteria; 


658878 Bacteria_16S 3930370 3930333 9 46 gi|219846274|ref|NR_025864.1 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 393132 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

658878 Bacteria_16S 3931914 3931877 9 46 gi|219846272|ref|NR_025862.1 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 393277 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatell 
658878 Bacteria_16S 3956796 3956759 9 46 gi|219846254|ref|NR_025844.1 


Firmicutes; 


Bacillales; 
658878 Bacteria_ 


Lactobacillales; 
658878 Bacteria_ 
sporothermodurans 
sporothermodurans 
658878 Bacteria_ 


Bacillales; 
658878 Bacteria_ 


Clostridia; 


Clostridia; 


16S 3600409 3600372 9 46 gi 


Firmicutes; 


3852216 3852179 9 46 gi 


Firmicutes; Clostridia; 
3861311 3861274 9 46 gi 


Lactobacillaceae; Lactobacillus. 


3871977 3871940 9 46 gi|219846314|ref|NR_025904.1 

ribosomal RNA, partial sequence 3871442 38729 

Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

3873564 3873527 9 46 gi| 219846313 |ref|NR_025903.1 
16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
3879714 3879677 9 46 gi|219846309|ref|NR_025899.1 

Bl 16S ribosomal RNA, complete sequence 3879197 38807 


Clostridiales; 
3896859 3896822 9 


Clostridiaceae; 
46 gi 


Lactobacillales; Enterococcaceae; 


219846506 
6S ribosomal RNA, partial sequence 3599877 36013 
Lactobacillales; Carnobacteriaceae; Dolosigra 
658878 Bacteria_ 


16S 3605015 3604946 1 70 gi|219846503|ref|NR_026095.1 
ATCC 33612 16S ribosomal RNA, partial sequence 3604483 360597 
612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Fl 
16S 3609511 3609474 9 46 gi|219846499|ref|NR_026091.1 


16S ribosomal RNA, partial sequence 3608971 36104 
Bacillales; 
658878 Bacteria_ 
strain NCIMB 1493 


Planococcaceae; Planococcus. 
16S 3610992 3610955 9 46 gi|219846498|ref|NR_026090.1 
16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 
Planococcaceae; Planococcus. 
16S 3614023 3613986 9 46 gi| 219846496 |ref|NR_026088.1 


16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloiococ 


Clostridi 
219846327 


Clostrid 
219846321 
3860745 3862279 Lactobacillus reuteri 


Ca 
219846297 
X-1 16S ribosomal RNA, partial sequence 
Firmicutes; 


ce 35844 
llaceae; Phascolarctobac 


ref |NR_026098.1 


nulum. 


09 Alloiococcus 
cus. 


a; Clostridiales; Rumino 
ref|NR_025917.1 

3851732 385319 
Ruminococcaceae; 


ref |NR_025911.1 


ence 
iales; 


loramator. 
ref|NR_025887.1 
3896331 3897842 Tetrag 
etragenococcus. 


o@ 


36 3585946 Phascolarctobacterium faecium 


terium. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Bacillus 
9 Bacillus 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Lactobacillus reuteri 
Bacteria; Firmicutes; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Planomicrobium 
2 Planomicrobium 


Granulicatella 
8 Granulicatella 


Hydrogenobaculum 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 


658878 Bacteria_16S 
laevolacticus str 


laevolacticus Bac 


658878 Bacteria_16S 
IAM 12464 16S rib 


Bacillales; Bacil 


658878 Bacteria_16S 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


centenum strain I 


centenum Bacteria 


Rhodospirillum. 


658878 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


658878 Bacteria_16S 
chungwhensis stra 
chungwhensis Bact 
658878 Bacteria_16S 
R-7190 16S riboso: 


Bacillales; Bacil 


658878 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


658878 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; 


strain PV1 16S ri 
Firmicutes; Clost 


658878 Bacteria_16S 
6S ribosomal RNA, partial sequence 4086933 40 


strain KMM 3951 1 
Bacteroidetes; Fl 


658878 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


658878 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


658878 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


658878 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


658878 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


658878 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


Bacillales; Bacillaceae; Anaerobacillus. 

658878 Bacteria_16S 4224400 4224363 9 46 gi|219846055|ref|NR_025645.1 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 422538 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

658878 Bacteria_16S 4242445 4242408 9 46 gi|219846040|ref|NR_025630.1 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 424342 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococ 
658878 Bacteria_16S 13983 13939 13 57 gi|265679054|ref|NR_029362.1 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; F 
Francisella. 

658878 Bacteria_16S 91040 90980 10 70 gi|265679002|ref|NR_029310.1 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

658878 Bacteria_16S 124861 124805 13 69 gi| 265678979 |ref|NR_029287.1 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 
658878 Bacteria_16S 341470 341418 5 57 gi|265678830|ref|NR_029135.1 


marinus strain MH 


G 
658878 Bacteria_16S 


3958281 3958244 9 


teria; Firmicutes; 
3959814 3959777 9 


laceae; Bacillus. 
3977554 3977505 8 


3993632 3993595 9 


lales; Bacillaceae; 
4004112 4004075 9 


Firmicutes; 
4040501 4040464 9 


eria; 


4221417 42213809 


ain M-8 16S ribosomal RNA, 
Bacillales; 


mal RNA, partial sequence 


46 


46 


osomal RNA, partial sequence 


57 


46 


ribosomal RNA, partial sequence 
Geobacillus. 


46 


in BH030062 16S ribosomal RNA, partial 
Bacillales; 


46 
40 


lales; Bacillaceae; Anoxybacillus. 
658878 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


46 
42 


complete se 


219846253 
quence 
Sporolact 

gi| 219846252 
3959295 39607 


gi 


219846240 
quence 


gi 


gi| 219846229 
3993148 39945 


219846222 
sequence 
Bacillaceae; 

gi|219846196 
39998 4041459 Ba 


gi 


laceae; Bacillus. 
4041960 4041923 9 46 gi|219846195|ref|NR_025785.1 
ribosomal RNA, partial sequence 4041510 40429 
lales; Bacillaceae; Bacillus. 
4067546 4067477 1 70 gi|219846174|ref|NR_025764.1 
S ribosomal RNA, partial sequence 4067035 40685 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
4070604 4070567 9 46 gi|219846172|ref|NR_025762.1 
bosomal RNA, partial sequence 4070099 40715 
ridia; Clostridiales; Veillonellaceae; Veillonella. 
4087453 4087384 1 70 gi|219846161|ref|NR_025751.1 


883 


avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
4102309 4102272 9 46 gi|219846151|ref|NR_025741.1 

ribosomal RNA, partial sequence 4101786 41031 

lales; Bacillaceae; Bacillus. 

4117397 4117360 9 46 gi|219846139|ref|NR_025729.1 
ibosomal RNA, partial sequence 4116858 4118354 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 

4131108 41310719 46 gi|219846126|ref|NR_025716.1 

SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
tes; Bacillales; Planococcaceae; Marinibacillus. 

4171245 4171208 9 46 gi|219846099|ref|NR_025689.1 
S ribosomal RNA, partial sequence 4170715 41722 
bacillales; Enterococcaceae; Vagococcus. 

4188036 4187999 9 46 gi|219846084|ref|NR_025674.1 
6S ribosomal RNA, partial sequence 4187537 41889 
rochaetales; Brachyspiraceae; Brachyspira. 

4197150 4197089 9 70 gi| 219846077 |ref|NR_025667.1 
osomal RNA, partial sequence 4196627 4198008 Anoxybacillus 


gi|219846060 
20889 4222400 Bacil 


obacilla 


Rhodospir 


Ponti 


cil 


ref|NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref|NR_025842.1 


ref|NR_025830.1 
3977072 397838 
illales; Rhodosp 


ref |NR_025819.1 


ref|NR_025812.1 

4003594 400502 
bacillus. 
ref|NR_025786.1 
lus fordii Bacte 


ref 
lus 


NR_025650.1 
macyae Bacte 


77 Bacillus firmus Bacteria; 


-110 16S ribosomal RNA, partial sequence 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 

Bacillus firmus strain 
Firmicutes; 


Rhodospirillum 
6 Rhodospirillum 


irillaceae; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Pontibacillus 
0 Pontibacillus 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Streptococcus minor 
minor Bacteria; 


Marinibacillus 
bacillus campisalis 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Salinicoccus 
3 Salinicoccus 


Streptococcus 
4 Streptococcus 
cus. 
Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


Nitrospira 
Nitrospira 


Hydrogenovibrio 


340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 


658878 Bacteria_ 
strain S-606 16S 
Proteobacteria; 

658878 Bacteria_ 


strain Iso-46 16S 
G 
658878 Bacteria_16S 


Proteobacteria; 


nivimaris strain 
Bacteria; 


658878 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 


Psychrobacter. 


658878 Bacteria_16S 


indolicum strain 
Bacteria; 


658878 Bacteria_16S 


cetonica strain 4 
Bacteria; 


658878 Bacteria_16S 
conservatrix stra 
conservatrix Bact 


Desulforegula. 


658878 Bacteria_16S 


strain PSv29 16S 
Proteobacteria; 


658878 Bacteria_16S 
kuenenii strain J 
Proteob 


Bacteria; 


658878 Bacteria_16S 


strain JB-A2 16S 
Proteobacteria; 


Bacteria; 


658878 Bacteria_16S 
DSM 18053 16S rib 


Bacteria; 


maritimus strain 


Bacteria; Proteob 


658878 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


658878 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; 


strain NF23 16S r 
Proteobacteria; 


marincola strain 
marincola Bacteri 


658878 Bacteria_16S 


submarinus strain 
submarinus Bacter 


658878 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; G 


658878 Bacteria_16S 


strain NNO15860 1 
Bacteroidetes; Fl 


658878 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


658878 Bacteria_16S 


strain Pl 16S rib 


G 


Proteob 


Proteob 


Proteob 


D 


G 
658878 Bacteria_16S 
thermophila strai 
Proteob 


Bactero 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


osomal RNA, partial sequence 


16S 574919 574863 5 61 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

16S 586894 586838 5 61 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

612664 612608 5 61 gi|265678643|ref|NR_028948.1| Psychrobacter 
88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

655146 655090 5 61 gi|265678613|ref|NR_028918.1| Psychrobacter 
ain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

685314 685274 13 53 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 

686880 686840 13 53 gi|265678591|ref|NR_028896.1| Desulfosarcina 
80 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 

853367 853327 13 53 gi| 265678477 |ref|NR_028780.1| Desulforegula 
in Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

925339 925299 13 53 gi| 265678428 |ref|NR_028730.1| Desulfofaba gelida 
ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

997817 997765 5 57 gi|265678379|ref|NR_028681.1| Thiomicrospira 
B-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1000849 1000797 5 57 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1029637 1029585 5 57 gi|265678358|ref|NR_028660.1| Thiomicrospira 
n I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1199101 1199049 1 52 gi|228715480|ref|NR_027533.1| Dyadobacter fermentans 
osomal RNA, partial sequence 1198618 1200010 Dyadobacter fermentans DSM 18053 
idetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Dyadobacter. 

1422742 1422686 5 61 gi|224581443|ref|NR_027225.1| Psychrobacter 
Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

1445902 1445846 5 61 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
osomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

1469999 1469943 5 61 gi|224581406|ref|NR_027187.1| Psychrobacter 
in NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

1722024 1721968 5 61 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
ibosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

1723565 1723509 5 61 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
ibosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

1825411 1825355 5 61 gi|219878319|ref|NR_025458.1| Psychrobacter 
KMM 277 16S ribosomal RNA, partial sequence 1824887 1826314 Psychrobacter 
a; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

1826889 1826833 5 61 gi|219878318|ref|NR_025457.1| Psychrobacter 

KMM 225 16S ribosomal RNA, partial sequence 1826365 1827792 Psychrobacter 
ia; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

1872533 1872477 1 57 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 
S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter parvus Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

2062977 2062921 1 57 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
6S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2175424 2175368 5 61 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

2268253 2268213 13 53 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 


2267708 2269226 Desulfofaba hansenii Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 


658878 Bacteria_16S 2393937 2393881 1 57 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 
strain Loup-1 16S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

658878 Bacteria_16S 2472940 2472900 13 53 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

658878 Bacteria_16S 2527186 2527142 8 52 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

658878 Bacteria_16S 2710650 2710594 1 57 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

658878 Bacteria_16S 2715081 2715025 5 61 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

658878 Bacteria_16S 3280078 3280042 11 47 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 
strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

658878 Bacteria_16S 3374501 3374441 10 70 gi|219846667|ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

658878 Bacteria_16S 3653353 3653309 8 52 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

658878 Bacteria_16S 3990679 3990623 1 57 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pibocella. 

658878 Bacteria_16S 4022237 40221815 61 gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

658878 Bacteria_16S 4088944 4088888 1 57 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 
strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

658878 Bacteria_16S 4091931 4091875 1 57 gi|219846158|ref|NR_025748.1| Maribacter 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
658878 Bacteria_16S 4094929 4094889 13 53 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

658878 Bacteria_16S 4114446 41143901 57 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

658878 Bacteria_16S 27730 27679 1 52 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

658878 Bacteria_16S 88054 88003 1 52 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
658878 Bacteria_16S 303052 303015 9 46 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

658878 Bacteria_16S 310740 310689 1 52 gi|265678853|ref|NR_029159.1| Borrelia japonica 
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658878 Bacteria_16S 3790054 3790003 1 52 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

658878 Bacteria_16S 3811305 3811270 10 45 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

658878 Bacteria_16S 3870442 3870403 13 52 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

658878 Bacteria_16S 3914944 3914893 1 52 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
strain Hk501 16S ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

658878 Bacteria_16S 3916360 3916309 1 52 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

658878 Bacteria_16S 3933339 3933288 1 52 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 
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658878 Bacteria_16S 4106850 4106799 1 52 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

658878 Bacteria_16S 4181995 4181936 11 70 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

658878 Bacteria_16S 4225943 4225896 1 48 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

658878 Bacteria_16S 4227415 4227368 1 48 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

658878 Bacteria_16S 67152 67090 8 70 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 
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ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

752790 752736 5 59 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
osomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

824690 824628 8 70 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 

824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref 
ene 


NR_028798.1 
ae Bacteria 


, 


ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


ref 
nce 
ria; 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


NR_028792.1 
834947 
Sphingomona 


ref|NR_028787.1| Bosea minatitlanensis 
9 Bosea minatitlanensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

658878 Bacteria_16S 870298 870236 8 70 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

658878 Bacteria_16S 956223 956161 8 70 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

658878 Bacteria_16S 1028143 1028093 7 57 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

658878 Bacteria_16S 1057083 1057021 8 70 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

658878 Bacteria_16S 1067684 1067622 8 70 gi| 265678332 |ref|NR_028634.1| Sphingomonas 
yabuuchiae strain A1-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

658878 Bacteria_16S 1077987 1077925 8 70 gi|265678324|ref|NR_028626.1| Sphingomonas melonis 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 1077529 1078967 Sphingomonas melonis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

658878 Bacteria_16S 1083962 1083900 8 70 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

658878 Bacteria_16S 1129440 1129378 8 70 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

658878 Bacteria_16S 1141555 1141493 8 70 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

658878 Bacteria_16S 1309049 1308987 8 70 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

658878 Bacteria_16S 1310522 1310460 8 70 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

658878 Bacteria_16S 1365337 1365275 8 70 gi|228719040|ref|NR_027578.1| Nitrobacter 
hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

658878 Bacteria_16S 1397055 1396993 8 70 gi|228715764|ref|NR_027539.1| Methylobacterium 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

658878 Bacteria_16S 1407490 1407428 8 70 gi| 219846657 |ref|NR_026249.1| Sphingobium 


chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 


1407032 1408473 Sphingobium 


GATTGGAGCGGCCGATATCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAA 
ACTGCTTTTGTACGGAACGAAAAGGCTCTCTCTAATACAGGGGGCTCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTG 
ACTGCATAGCTAGAGTACGGCAGAAGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCT 
GTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTCACTGACTCA 
GTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTT 
AATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAAGTTACCAGAGATGGTTTCGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTAGTTGGGCACTCTAATGAGACTGCCGGTGA 
CAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGG 
GGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTCACGGTGAATA 
CGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAAGGCGATTACCACGGCAGGGTTCGTG 
ACTGGGGTTAAGTCCTAACAAGGTAGCCGTATCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTTGATCCTGGCTCAGAT 
TGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCG 
TGGGGGATAACTACTCGAAAGAGTGGCTAATACCGCATACGATCTACGGATGAAAGCAGGGGACCCGCAAGGGCCTTGCGCGGACGGAGCGGCCGATGGCAGATT 
AGGTAGTTGGTGGGATAAAGGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAG 
GTCTTTTCTAATAAAGAAGGCCCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAA 
TTACTGGGCGTAAAGCGTGCGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTAGTGACTGTATAGCTAGAGTGCGGCAGA 
GGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTCACTTTCTCAGTAACGAAGCTAACGCGTGAAGTT 
GACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCT 
TACCCACCTTTGACATGTATGGAAGATCGCAGAGACGCGATTGTGCTCGAAAGAGAGCCATAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACATTTAGTTGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGA 
CGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTC 
GTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCG 
CCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAAGGCGATTACCACGGCAGGGTTCGTGACTGGGGTTAAGTCCTAACAAGGT 
ACCGTATCCGAAGTGCGNCCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTTTGATCCTGGCTCAGATTGAACGCTGGCGG 
CATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCAATCGTGGGGGATAACAC 
ATCGAAAGATGTGCTAATACCGCATAAGATCTACGGATGAAAGCGGGGGATCGCAAGACCTCGCGCGAATGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGG 
TAAAGGCCCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
TTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGGTCTTTTCTAATACA 
GAAGGCCCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGTGCGCAGGCGGTGTTGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAACGCTAGAGTACGGCAGAGGGGGATGGAATTCC 
GCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTCACTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGT 
ACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACA 
TGGCAGAAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAATCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGCCATTAGTTGCTACATTCAGTTGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATG 
GCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGCA 
GTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGG 
GAGCGGGTTCTGCCAGAAGTAAGTAACCTAACCGTAAGGAAGGCGCTTACCACGGCAGGGTTCGTGACTGGGGTTAAGTCCTAACAAGGTACCNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCA 
AGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCAGCCCTACGGAATAACCCAGGGAAACTTGGACTAATACCGTATACGTCCGATAGGAGAAAGAT 
TTATCGGGGTTGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGG 
GTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTTGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGT 
TCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCGGTCAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTAATACTGCTGGTCTAGAGTTC 
GAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGGAAGCCAGCTGTCGGCAGGTTTACCTGTCGGTGGCGCAGCTAACGCAT 
TAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCA 
GAACCTTACCAGCCCTTGACATCCCGGTCGCGGTTACGAGAGATCGTTTCCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCATCATTCAGTTGGGCACTCTAAAGGGACTGCCGGTGATAAGCCGGAGGAAGG 
TGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAA 
AAGCCATCTCAGTTGGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGCTGCGCTGACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGT 
AACAAGGTAGCGGCCNGGCGAAC TAACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGATCCTGGCTCAGGACGAACGTGGGC 
GGGGTGCCTAATACATGCAAGTCGAGCGGACCGAACAGGAGCTTGCTCTTGTTCGGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCCGTAAGACCG 
GGATAACTCCGGGAAACCGGAGCTAATACCGGATAACACCAAAGACCGCATGGTCTTTGGTTGAAAGGCGGCTTCGGCTGTCACTTACGGATGGGCCCGCGGCGC 
ATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAA 
GAAGTACCGTTCGAATAGGGCGGTACGGTGACGGTACCTAACGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCC 
GGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAG 
AAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTCAAACCCTTTAGTGCTGTAGCTAACGCGT 
TAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGTCTTGACATCCCCTGACAACCCTGGAGACAGGGCGTTCCCCCTTCGGGGGGACAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAATTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGACAAACCGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCCGCGAGGGGGAGCCAATCCCAAA 
AAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCACGAGAGCTTGCAACACCCGAAGTCGGTGAGGTAACCCGCAAGGGAGCCAGCCGGCGAAGGTGGGGCAAGTGATTGGGGTGAAGT 
CGTAACAAGGTANCNGTACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGCAGGAAGCTTTCTGAAGCCTTCGG 
GNGGACGGAAGTGGAATGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGACCGGGACAACCTCGTGAAAATGAGGCTAATACCGGATGACCAT 
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Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 

Swaminathania 
2 Swaminathania 
tobacteraceae; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Methylorhabdus 

orhabdus multivorans 

thylorhabdus. 
Oceanithermus 

1 Oceanithermus 

anithermus. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 

Sphingomonas 


oligophenolica Bacteria; 


monas. 
Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Orenia salinaria 


18 Orenia salinaria Bacteria; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
m. 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Sandaracinobacter 


NR_026382.1 
196654 319807 
Sphing 


w 


0 Sandaracinobacter 
omonadaceae; 


658878 Bacteria_16S 
strain IFO 10550 


658878 Bacteria_16S 
strain IFO 15498 


658878 Bacteria_16S 


3209028 3208966 8 


3210520 3210458 8 


3261876 3261814 8 


70 gi 


Sphingomonadales; 


70 gi 


Sphingomonadales; 


70 gi 


219846782 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 


219846781 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 


219846746 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 32628 


Proteobacteria; Alphaproteobacteria; 


658878 Bacteria_16S 


DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


658878 Bacteria_16S 


3438821 34387675 


3679366 3679304 8 


Sphingomonadales; 


59 gi 


70 gi 


219846617 


219846451 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 


aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


Rickettsia; 
658878 Bacteria_16S 
filamentus strain 
Bacteria; 
658878 Bacteria_16S 


strain RB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


fever group. 
658878 Bacteria_16S 


AS145 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


3680882 3680832 7 


Flavobacteria; 
3781086 3781024 8 


3788562 3788500 8 


57 gi 


215 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


70 gi 


70 gi 


3788062 3789489 Ehrlichia 


219846450 
36803 


219846376 


3780594 37820 


219846371 


Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 


658878 Bacteria_16S 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


Rickettsia; 
658878 Bacteria_16S 


3846230 3846168 8 


3847720 3847658 8 


70 gi 


219846331 


complete sequence 


70 gi 


strain ATCC VR-611 16S ribosomal RNA, partial sequence 


Bacteria; 
spotted fever group. 
658878 Bacteria_16S 


strain Mtul 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


fever group. 
658878 Bacteria_16S 


3849210 3849148 8 


3912010 3911948 8 


Proteobacteria; Alphaproteobacteria; Rickettsiales; 


70 gi 


70 gi 


219846330 
38472 


219846329 


3848728 38501 


219846286 


oligotrophica strain S58 16S ribosomal RNA, partial sequence 


oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; 


658878 Bacteria_16S 


strain Karp 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


658878 Bacteria_16S 
strain 34633 16S 


658878 Bacteria_16S 
hispanicum strain 
Bacteria; 
658878 Bacteria_16S 
aquaticum strain 
Bacteria; 
658878 Bacteria_16S 


3934723 3934661 8 


4222864 4222802 8 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


4239478 4239416 8 


4240937 4240875 8 


202599 202562 9 


70 gi 


70 gi 


70 gi 


GP34 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methyloba 


70 gi 


GR16 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


46 gi 


Rhiz 
219846270 


3934247 39357 
kettsiaceae; R 


219846056 


4222451 42238 


219846042 
42390 


219846041 
42404 


265678928 


proteolyticus strain BT 16S ribosomal RNA, partial sequence 20208 


proteolyticus Bacteria; 


Coprothermobacter. 
658878 Bacteria_16S 


Firmicutes; 


283347 283294 17 


Clostridia; 


70 gi 


Thermoanaerobacte 


265678871 


vibrioformis strain B54 16S ribosomal RNA, complete sequence 


vibrioformis Bacteria; 
Desulfobacter. 
658878 Bacteria_16S 
strain E-1-A 16S 


658878 Bacteria_16S 


strain OK2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


658878 Bacteria_16S 


rhizosphaerae strain IH5 16S ribosomal RNA, 


Pseudomonas. 


Proteobacteria; 


356212 356155 13 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


384873 384820 5 


445077 445024 5 


Deltaproteobacte 


70 gi 


58 gi 


58 gi 


ria; Desul 


265678818 


355741 35715 
Sphingomonadales; 


Sphingomon 
265678798 


384340 38587 
seudomonadacea 


265678758 


complete sequence 


Sphingomonadac 


Sphingomonadac 


Ricketts 


Rickettsi 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


obia 


ref 


ref 


ref 


ref 


ref 


rale 


ref 


foba 


ref 


adac 
ref 


11 Sphingomonas 
Sphingomonadac 


03 Sphingomonas 
Sphingomonas. 


78 Sphingomonas 
Sphingomonas. 


3678896 36803 


74 3681813 Polar 
Flavobacteriaceae; 


3845748 38471 


38 3848677 Ricke 
Rickett 


11 4240418 Methy 
69 4241874 Methy 
les; Methyloba 


7 203611 Copro 


282818 28433 


7 Sphingopyxis 
Sphingopyxis. 


NR_026374.1 


eae; 
NR_026373.1 


eae; 
NR_026338.1 


eae; 
NR_026209.1 


NR_026042.1 
iales; 


NR_026041.1 


NR_025967.1 


NR_025962.1 


NR_025921.1 
ales; 
NR_025920.1 
siaceae; 


NR_025919.1 


NR_025876.1 
les; 
NR_025860.1 
NR_025646.1 


Afipia. 
NR_025632.1 


cteriaceae; 
NR_025631.1 


cteriaceae; 
NR_029236.1 


Ss; 


NR_029177.1 


NR_029123.1 


eae; 
NR_029103.1 


e; 


ref 


NR_029063.1 


muris Bacteria; 


Sphingomonas mali 


mali Bacteria; 


Sphingomonas. 


Sphingomonas 
pruni Bacteria; 


pruni 
Sphingomonas trueperi 
trueperi Bacteria; 


Acinetobacter lwoffii 
Bacteria; 


Acinetobacter. 


Rickettsia 


23 Rickettsia 
Rickettsiaceae; 


Rickettsieae; 


Polaribacter 


ibacter filamentus 
Polaribacter. 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Ehrlichia muris strain 
Proteobacteria; 


Rickettsia 


87 Rickettsia 
Rickettsiaceae; 


Rickettsieae; 


Rickettsia montanensis 


ttsia montanensis 
Rickettsieae; 


Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Agromonas 


3911550 3912857 Agromonas 
Bradyrhizobiaceae; Agromonas. 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 
ickettsieae; 


Orientia. 
Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Methylobacterium 


lobacterium hispanicum 


Methylobacterium. 
Methylobacterium 


lobacterium aquaticum 


Methylobacterium. 
Coprothermobacter 


thermobacter 
Thermodesulfobiaceae; 


Desulfobacter 


3 Desulfobacter 
cterales; Desulfobacteraceae; 


Sphingopyxis terrae 
terrae Bacteria; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 
Pseudomonas. 


Pseudomonas 


444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


658878 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


658878 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


658878 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


658878 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


658878 Bacteria_16S 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 55615 


Proteobacteria; G 


658878 Bacteria_16S 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 55769 


Proteobacteria; G 


658878 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


658878 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


658878 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


658878 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


658878 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


658878 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


658878 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


658878 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


658878 Bacteria_16S 


cyclicum strain A 
Bacteria; Proteob 


658878 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


658878 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


658878 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


658878 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


658878 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


658878 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


658878 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


658878 Bacteria_16S 


457429 457376 5 58 gi 
ammaproteobacteria; Pseudomonadales; P 
458881 458828 5 58 gi 
in CFBP 4389 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


463389 463340 8 57 gi 
n AS1.1761 16S ribosomal RNA, partial 

ria; Proteobacteria; Alphaproteobacter 
470978 470925 5 58 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
555171 555118 5 58 gi 


ammaproteobacteria; Pseudomonadales; P 
556713 556660 5 58 gi 


ammaproteobacteria; Pseudomonadales; P 
558257 558204 5 58 gi 


ammaproteobacteria; Pseudomonadales; P 
582392 582335 13 70 gi 
ibosomal RNA, partial sequence 


594445 594408 9 46 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
640058 640005 5 58 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
659654 659601 5 58 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
671827 671774 5 58 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


778813 778760 17 70 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
784946 784893 5 58 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


814099 814046 5 58 gi 
LM1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
821573 821520 5 58 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
862690 862653 9 46 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
891273 891214 11 70 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
900546 900493 5 58 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
960856 960803 5 58 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
980608 980544 5 70 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
1015893 10158405 58 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1088640 1088587 5 58 gi 


16S ribosomal RNA, partial sequence 456977 45835 


470446 47199 


6S ribosomal RNA, partial sequence 557743 55923 


581868 58337 


639529 64105 


659171 660617 Morax 


821061 82256 


862181 86365 


890778 89219 


1015393 10168 


265678746 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678742 
sequence 

ia; Rhizob 
265678737 


seudomonad 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678664 


265678656 
1 sequence 
ales; Rumi 
265678624 


seudomonad 
265678609 


raxella. 

265678601 
ial sequen 
obacteria; 


265678526 
ce 77827 
acterales; 
265678522 
1 sequence 
ria; Pseud 


265678503 
e 81355 
hales; Pis 
265678498 


seudomonad 
265678470 


elotrichac 
265678450 


ceae; Oren 
265678444 
e 90001 
hales; Pis 
265678404 

96032 
seudomonad 
265678390 
ce 98009 
obacterale 
265678367 


oraxellace 


ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref|NR_029050.1] Pseudomonas 

458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref |NR_029047.1 
462905 464361 

iales; Xanthobacteraceae; Ancylobacter. 

ref|NR_029042.1| Pseudomonas lini 

0 Pseudomonas lini Bacteria; 

aceae; Pseudomonas. 

ref|NR_028987.1| Pseudomonas trivialis 

0 Pseudomonas trivialis Bacteria; 

aceae; Pseudomonas. 

ref|NR_028986.1| Pseudomonas 

2 Pseudomonas poae Bacteria; 

aceae; Pseudomonas. 

ref|NR_028985.1| Pseudomonas congelans 

6 Pseudomonas congelans Bacteria; 

aceae; Pseudomonas. 

ref|NR_028969.1| Caldithrix abyssi 

1 Caldithrix abyssi Bacteria; 


Ancylobacter 
Ancylobacter 


poae 


ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 
nococcaceae; Faecalibacterium. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028914.1| Moraxella canis strain 
ella canis Bacteria; Proteobacteria; 
ref|NR_028906.1| Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_028830.1] Desulfobacter 
2 779794 Desulfobacter postgatei 
Desulfobacteraceae; Desulfobacter. 
ref|NR_028826.1| Pseudomonas 
784432 785869 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_028806.1| Thioalkalimicrobium 
9 815058 Thioalkalimicrobium cyclicum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028801.1| Pseudomonas indica 
9 Pseudomonas indica Bacteria; 
aceae; Pseudomonas. 
ref|NR_028773.1| Bulleidia extructa 
9 Bulleidia extructa Bacteria; 
eae; Bulleidia. 
ref|NR_028752.1| Orenia sivashensis 


7 Orenia sivashensis Bacteria; 
ia. 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028692.1 
9 981569 Sulfur 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Sulfurospirillum 
ospirillum barnesii 
s; Campylobacteraceae; Sulfurospirillum. 
ref|NR_028669.1| Moraxella catarrhalis 
38 Moraxella catarrhalis Bacteria; 
ae; Moraxella. 


, 


265678317 


ref|NR_028619.1| Pseudomonas 


psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


658878 Bacteria_ 


lucentensis strain QMT2 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 


658878 Bacteria_ 


mitsuokai DSM 158 
F 
658878 Bacteria _1 
RW1 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
658878 Bacteria 1 


15897 Bacteria; 


strain LMG 2210 1 
Proteobacteria; 


Pseudomonas. 


658878 Bacteria 1 
strain CMS 38 16S 
G 
658878 Bacteria _1 


Proteobacteria; 


strain CMS 35 16S 
Proteobacteria; 


strain CFBP 2341 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain Ps 9-14 16 
Proteobacteria; 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


658878 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


658878 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


658878 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; 


strain CFML 97-51 
Bacteria; Proteob 


658878 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


658878 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


658878 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
658878 Bacteria_16S 


G 
658878 Bacteria_1 
kestanbolensis st 
kestanbolensis Ba 
658878 Bacteria _1 
proteolytica stra 
proteolytica Bact 


G 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 
strain TOl 16S ri 
G 
658878 Bacteria_16S 
strain RB-8 16S r 
G 
658878 Bacteria_16S 
glaciale strain ACAM 644 16S ribosomal RNA, partial seque 
glaciale Bacteria 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


G 
658878 Bacteria_16S 


16S 1150590 1150545 13 58 gi 


16S 1206706 1206669 9 46 gi 


6S 1400059 1400010 8 
RNA, partial sequence 


57 gi 
Sphingomonadales; 


6S 1415064 14150115 58 gi 


6S 1562060 1562027 9 42 


gi 


cteria; 
6S 


Firmicutes; Bacillales; 
1641040 1640987 5 58 gi 


eria; Proteobacteria; 


6S 1642602 1642549 5 58 
ribosomal RNA, partial sequence 


gi 


6S 1644163 16441105 58 
ribosomal RNA, partial sequence 


gi 


1694482 1694429 5 58 gi 


1696026 1695973 5 58 
bosomal RNA, partial sequence 


gi 


1737170 1737125 14 59 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2105766 2105725 7 48 gi 


gi 


; Bacteroidetes; Flavobacteria; 


2143576 2143523 5 58 
S ribosomal RNA, partial sequence 


gi 


2145081 2145028 5 58 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2219312 22192595 58 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


2234468 2234415 5 58 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2321268 23212155 58 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2322820 2322767 5 58 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2430377 2430340 9 46 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2457717 2457660 13 70 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


2459210 2459153 13 70 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2521193 25211405 58 gi 


97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 


1399580 1401060 Sphin 


6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; P 


rain K4 16S ribosomal RNA, partial seque 
Bacill 


in CMS 64 16S ribosomal RNA, partial s 
Gammaproteobacte 


1642082 16435 
ammaproteobacteria; Pseudomonadales; P 


1643643 16451 
ammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 1693968 16954 
ammaproteobacteria; Pseudomonadales; P 


1695512 16970 
ammaproteobacteria; Pseudomonadales; P 


1736673 17381 


Flavob 


2143068 21445 
seudomonadacea 
ref 


ammaproteobacteria; Pseudomonadales; P 


2458757 24601 


253680756 
ence 11501 
rillales; 
228715354 

12061 
richales; 
228715353 


Sphingomon 
224581448 


seudomonad 
219846143 
nce 
aceae; Ano 
219878449 
equence 
ria; 


219878448 


seudomonad 
219878447 


seudomonad 
219878411 


seudomonad 
219878410 


seudomonad 
219878383 


Oleispira 
219878116 
nce 
acteriales 
219857639 


, 


219857638 
equence 
ia; 


’ 


219857586 
tial seque 
acteria; P 


219857576 
sequence 
ia; 
219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857437 
quence 
diales; 
219857411 
quence 

ia; Sphing 


219857410 


Sphingomon 
219857363 


thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


ref 
78 1151571 Thala 
Rhodospirillace 
ref 
79 1207663 Caten 
Erys 
ref 
gomo 
adac 
ref 
42 Pseudomonas marginalis Bacteria; 
acea 
ref 
1561538 15629 
xyba 
ref a 
1640520 16420 
Pseudomon 


ref 
92 Pseudomonas meridiana Bacteria; 
acea 
ref 
53 Pseudomonas antarctica Bacteria; 
acea 
ref 
61 Pseudomonas cannabina Bacteria; 
acea 
ref 
05 Pseudomonas tremae Bacteria; 
acea 
ref 
09 Oleispira antarctica Bacteria; 


ref 


ref 
22 Pseudomonas koreensis Bacteria; 


ref 
nce 
seud 


Pseudomona 


ref 
64 2322265 P 
acea 
ref 
16 2323816 Pseudo 
seud ‘ 
ref 
2429869 24313 
Rumino 
ref 
2457264 24587 
omon 


ref 
97 Sphingomonas 
adac 
ref 


ND 


cr 


2 


144573 21460 
Pseudomona 


NR_028004.1 


NR_027526.1 


ipelotricha 
NR_027525.1 
nas wittich 
eae; Sphing 
NR_027230.1 


e; Pseudomo 
NR_025733.1 
1 
cillus. 
NR_025588.1 
3 
adales; Pse 
NR_025587.1 


e; Pseudomo 
NR_025586.1 


e; Pseudomon 
NR_025550.1 


e; Pseudomon 
NR_025549.1 


e; Pseudomon 
NR_025522.1 


NR_025255.1 


105286 210665 


yomorphaceae 
NR_025228.1 


e; Pseudomon 
NR_025227.1 
2 
dales; Pseu 
NR_025174.1 
221879 
omonadales; 


NR_025103.1 
seudo: 
e; Pseudomon 
NR_025102.1 


omonadaceae 
NR_025025.1 
5 
coccaceae; P 
NR_024999.1 
0 
a 


adales; Sph 


NR_024998.1 


eae; Sphingo 
NR_024951.1 


s 
a 


i 
c 


i 
omonas. 


n 


U 


n 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Sphingomonas wittichii 
i RW1 Bacteria; 


Pseudomonas marginalis 


as. 
Anoxybacillus 
3 Anoxybacillus 


Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


as. 
Pseudomonas antarctica 


as. 
Pseudomonas cannabina 


as. 
Pseudomonas tremae 


as. 
Oleispira antarctica 


Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Pseudomonas koreensis 


, 


as. 
Pseudomonas 
7 Pseudomonas 


domonadaceae; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


domonadaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Papillibacter 

9 Papillibacter 
apillibacter. 
Sphingopyxis 

6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Pseudomonas 


2520665 2522094 Pseudomonas 


658878 Bacteria_16S 


brassicacearum st 


brassicacearum Bacteria; 


Pseudomonas. 


658878 Bacteria_16S 
strain ATCC 4973 16S ribosomal RNA, partial sequence 2528225 25296 


Proteobacteria; G 


658878 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
658878 Bact 
strain CIP 105470 
Proteobacteria; G 
658878 Bact 
strain CIP 105259 
Proteobacteria; G 
658878 Bact 
strain CIP 105274 
Proteobacteria; G 


658878 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


658878 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


658878 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


658878 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


658878 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


658878 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


658878 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


658878 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


658878 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


658878 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


658878 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


658878 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


658878 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


658878 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


658878 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


658878 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 


eria_16 


eria_16 


eria_16 


2522673 25226205 58 gi 
rain DBK11 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobac 
2528745 2528692 5 58 gi 
ammaproteobacteria; Pseudomonadales; P 
2555499 2555446 5 58 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
Ss 2557065 2557012 5 58 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
s 2561691 2561638 5 58 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
Ss 2570824 25707715 58 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2579945 2579892 5 58 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581511 2581458 5 58 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583081 2583028 5 58 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2584650 2584597 5 58 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2595488 2595435 5 58 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2597054 25970015 58 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2647756 2647703 5 58 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


2739309 2739248 9 70 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
2853947 2853894 5 58 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858630 2858577 5 58 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2920043 2919990 5 58 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2974450 2974397 5 58 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3007959 3007902 13 70 gi 
ccc Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3177163 31771105 58 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
3219647 3219610 9 46 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3312014 3311965 8 57 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 


te 


na 


2973936 29754 


16S ribosomal RNA, partial sequence 3176631 31781 


3311548 33129 


219857362 
sequence 
ria; Pse 


219857358 


seudomonad 
219857340 
25549 
dales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857226 
quence 


; Thiotric 


219857161 
ce 27388 
s; Thermod 
219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856843 
1 sequence 
cteria; Ps 


219846940 


seudomonad 
219846918 
artial seq 
lospirulin 
219846803 


seudomonad 
219846774 
32191 
s; Thermod 
219846712 


Sphingomon 


658878 Bacteria_16S 


strain 172 16S ri 


3761593 3761553 13 53 gi 
bosomal RNA, partial sequence 


219846391 


udomonadales; 


74 2556489 Pseud 
seud 


40 2558055 Pseud 
acea 


68 2562680 Pseud 
acea 


99 2571813 Ps 
acea 


20 2580935 Ps 
acea 


25 2585640 Pseudo: 


acea 


29 2598044 Pseud 


hale 


eudo: 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ref 
2522145 25236 
P 


NR_024950.1 
1 
s 
Pseudomonas fragi 


ref|NR_024946.1 


82 Pseudomonas fragi Bacteria; 
acea 


e; Pseudomon 
NR_024928.1 
°. 
omonadaceae; 
NR_024927.1 
° 
e; Pseudomon 
NR_024924.1 
° 
e; Pseudomon 
NR_024918.1 
eudo: 
e; Pseudomon 
NR_024912.1 
eudo 
e; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 


as. 
Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 
Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 
Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 
Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 
Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


ref 


ref 


ref 


ref 


ref 


seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
e; Pseudomon 
NR_024901.1 
° 
seudomonadaceae; 
ref|NR_024854.1 
2647248 264867 
s; Piscirick 


ref 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


ref|NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024662.1 

2919511 292100 
monadales; P 


ref|NR_026532.1| Pseudomonas cichorii 
29 Pseudomonas cichorii Bacteria; 
aceae; Pseudomonas. 

ref|NR_026510.1| Halospirulina 

uence 3007504 3008891 Halospirulina 
a. 
ref|NR_026395.1| Pseudomonas graminis 
59 Pseudomonas graminis Bacteria; 

aceae; Pseudomonas. 

ref|NR_026366.1| Coprothermobacter 

55 3220600 Coprothermobacter platensis 
esulfobiaceae; Coprothermobacter. 
ref|NR_026304.1| Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
adaceae; Sphingobium. 

ref|NR_025982.1| Geobacter chapelleii 


3761076 3762547 Geobacter chapelleii Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 


658878 Bacteria_ 
acrylicus strain 
Bacteria; 
658878 Bacteria_ 


strain B62 16S ri 
G 


Proteobacteria; 
658878 Bacteria_ 
pelophila strain 
Bacteria; 
658878 Bacteria_ 


oryzihabitans str 
oryzihabitans Bac 


Pseudomonas. 
658878 Bacteria_ 


strain KMM 6050 1 
Fl 


Bacteroidetes; 
658878 Bacteria_ 


donghaensis strai 
donghaensis Bacte 


Porphyrobacter. 
658878 Bacteria_ 


strain SGT-39 16S 
G 


Proteobacteria; 
658878 Bacteria_ 


strain R-10 16S r 
Sp 
658878 Bacteria_16S 
strain NGA 16S ri 
Sy 
658878 Bacteria_16S 


Bacteroidetes; 


Synergistetes; 


strain LSv21 16S 
Proteobacteria; 


oceanense strain 
Bacteria; 


strain FC 097-2 1 


Tenericutes; Moll 
658878 Bacteria_16S 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


658878 Bacteria_16S 


strain NN0O15840 1 
Bacteroidetes; Fl 


658878 Bacteria_16S 


strain NCTC 9810 
Firmicutes; 


brennaborense Bac 


658878 Bacteria_16S 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


658878 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
658878 Bacteria_16S 


strain FF3 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
658878 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


658878 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


658878 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


Proteob 


Proteob 


D 
658878 Bacteria_16S 


Proteob 
658878 Bacteria_16S 


Clost 
658878 Bacteria_16S 
brennaborense str 


16S 3766051 3765990 14 75 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
16S 3809709 3809656 5 58 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 3838636 3838583 5 58 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
16S 3905922 3905869 5 58 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 
16S 3986226 3986185 7 48 gi 
avobacteria; Flavobacteriales; Flavoba 
16S 3998088 3998039 8 57 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
16S 4069082 4069017 5 70 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
16S 132491 132447 8 52 
ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; 
676426 676386 1 41 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
922221 922185 17 53 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
923791 923755 17 53 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
985297 985253 8 52 gi 
6S ribosomal RNA, 


gi 


Cox 
gi 


Rho 
gi 


1714345 1714293 13 65 gi 
M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; Sphingobacteria; Sphin 


2064487 2064443 13 57 


gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 


3228693 3228657 11 47 
ridia; Clostridiales; Clostridiales Fa 
35334 35283 1 52 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; S 
36832 36793 8 47 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


38235 38196 8 47 gi 
162 16S ribosomal RNA, partial sequenc 


146102 146063 8 47 
bosomal RNA, partial sequence 


gi 


259232 259193 8 47 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


277335 277296 8 47 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
287847 287804 9 52 gi 


gi 


3809177 38107 
udomonad 


6S ribosomal RNA, partial sequence 3985718 39871 


4068567 40700 


131953 13349 


675861 67745 


921679 92319 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


ue 


6S ribosomal RNA, partial sequence 2063988 20654 
ct 


16S ribosomal RNA, partial sequence 3228194 32296 
mily XI. 


equence 
pirochaeta 
ia; 
e 

hodobacter 


145646 14699 
hodobacter 


tial seque 
acteria; 


276812 27827 


219846387 
ce 37655 
ibrionales 
219846356 


se 
219846336 
38381 
hales; Pis 
219846291 
quence 
eria; Pseu 
219846234 


cteriaceae 
219846226 
quence 

ia; Sphing 


’ 


219846173 


iellaceae; 
265678974 


dothermace 
265678598 


ae; Anaero 
265678430 


Desulfoba 
265678429 
nce 92324 
acterales; 
265678387 


219878398 
nce 

gobacteria 
219878147 


eriaceae 
219846768 


a 
265679040 


265679039 
ial sequen 
Rhodob 


265679038 
37787 


265678965 


265678889 
R 


265678875 


265678868 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


hodo. 


ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025947.1 


aceae; Pseudomon 
ref|NR_025926.1 
14 3839581 Thiomi 
cirickettsiacea 
ref|NR_025881.1 

3905392 390691 
domonadales; Pse 


ref |NR_025824.1 


; Gramella. 
ref|NR_025816.1 

3997630 399906 
omonadales; Eryt 
ref|NR_025763.1 
Aquicella. 
ref|NR_029282.1 
5 Rhodothermus 
ae; Rhodothermus 
ref |NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028689.1 


eplasma. 
ref |NR_025537.1 
1713828 171532 


bacterales; 


ref|NR_029181.1 


ref 


e: 


Desulfovibrio 

ovibrio acrylicus 

aceae; Desulfovibrio. 
Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 

Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


v 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Rhodothermus marinus 


marinus Bacteria; 


Anaerobaculum mobile 
mobile Bacteria; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Acholeplasma vituli 


5 Acholeplasma vituli Bacteria; 


Sphingobacterium 
1 Sphingobacterium 


les; Sphingobacteriaceae; 
ref |NR_025286.1| Cellulophaga baltica 
61 Cellulophaga baltica Bacteria; 
; Cellulophaga. 
ref|NR_026360.1| Anaerococcus octavius 
00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 
ref|NR_029348.1] Treponema 
34837 36333 Treponema 
ceae; Treponema. 
ref|NR_029347.1| Sulfitobacter 
ce 36384 37736 Sulfitobacter 
acterales; Rhodobacteraceae; 
ref |NR_029346.1| Sulfitobacter brevis 
39128 Sulfitobacter brevis Bacteria; 
aceae; Sulfitobacter. 
ref|NR_029273.1| Marinovum algicola 
3  Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029197.1| Ruegeria 
nce 258782 260120 Ruegeria 


Rhodobacteraceae; 


Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


NR_029174.1 


Mycoplasma felis 


287341 288773 Mycoplasma felis Bacteria; 


658878 Bacteria_16S 


californicum strain ST-6 16S ribosomal RNA, partial sequence 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


658878 Bacteria_16S 


300029 299986 9 


357647 357608 8 


52 


47 


gi 


gi 


hongkongensis strain UST950701-009P 16S ribosomal RNA, 


Loktanella. 
658878 Bacteria_16S 


strain HTCC2597 16S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


658878 Bacteria_16S 
strain S-5623 16S 
Firmicutes; 
658878 Bacteria_16S 


bajacaliforniensis strain BA-2 16S ribosomal RNA, 
bajacaliforniensis Bacteria; 


658878 Bacteria_16S 


378741 378702 8 


472585 472550 11 


484752 484701 1 


Spirochaetes; 
503342 503303 8 


47 


46 


ribosomal RNA, partial sequence 
Lactobacillales; Weissella. 


52 


47 


gi 


gi 


gi 


gi 


vestfoldensis strain R-9477 16S ribosomal RNA, partial 


vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 
658878 Bacteria_16S 


536806 536767 13 


52 


strain CR 16S ribosomal RNA, partial sequence 


Proteobacteria; 
658878 Bacteria_16S 


helgolandensis strain Hel 10 16S ribosomal RNA, partial 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Jannaschia. 
658878 Bacteria_16S 


hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


658878 Bacteria_16S 


brasiliensis strain DSM 5305 16S ribosomal RNA, partial 
Planctomycetes; 


brasiliensis DSM 
Planctomyces. 

658878 Bacteria_16S 
strain ASpGl1 16S 
Spirochaetes; 
658878 Bacteria_16S 


5305 Bacteria; 


Spirochaetales; 


571932 571893 8 


620239 620200 13 


694553 694506 11 


792615 792564 1 


803393 803350 9 


47 


52 


58 


52 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


52 


strain PG14 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


658878 Bacteria_16S 


856502 856467 11 


46 


gi 


536318 53780 
Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


gi 


gi 


gi 


Planctomycetacia; 


gi 


gi 


802889 80433 


gi 


gasicomitatum strain TB1-10 16S ribosomal RNA, partial 


gasicomitatum LMG 
658878 Bacteria_16S 


nubinhibens strain ISM 16S ribosomal RNA, partial sequence 


Bacteria; 
658878 Bacteria_16S 
strain DSS-3 16S 


658878 Bacteria_16S 
smaragdinae DSM 1 
11293 Bacteria; 
658878 Bacteria_16S 


18811 Bacteria; 


Firmicutes; 
928368 928329 8 


929856 929817 8 


1168788 1168737 1 


Spirochaetales; 
1288004 1287969 11 


Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 
658878 Bacteria_16S 


gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 
07 Bacteria; Proteobacteria; Alphaproteobacteria 


gallaeciensis BS1 
Phaeobacter. 
658878 Bacteria_16S 


Weissella. 


1336662 1336623 8 


1351971 1351932 8 


Och 149 16S ribosomal RNA, partial sequence 


658878 Bacteria_16S 


antarcticus strain 307 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobac 


Bacteria; 
658878 Bacteria_16S 


strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 13709 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 


658878 Bacteria_16S 


strain MP145 16S ribosomal RNA, partial sequence 


1362436 1362397 8 


1370042 1370003 8 


1392544 1392501 9 


Lactobacillales; 


47 


47 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


52 


Spirochaetaceae; 


46 


1287447 1289004 Weiss 


47 


47 


1351515 1352883 Roseo 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


47 


47 


52 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


gi 


gi 


1293 16S ribosomal RNA, partial sequence 
Spirochaetes; 


gi 


gi 


gi 


gi 


gi 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


658878 Bacteria_16S 


1444356 1444317 8 


47 


gi 


472041 47353 


792094 79356 
Spirochaeta. 


929371 93083 


1392046 13934 


265678860 


265678816 


265678802 


265678736 


265678728 


complete sequence 484221 485741 
Spirochaetales; 


Spiroc 
265678716 
sequence 


265678694 


265678671 
sequence 
Rho 


265678638 


265678586 
sequence 


265678517 


265678510 


265678474 
sequence 
Le 
265678426 
92790 
R 
265678425 


228719827 
11682 


Sp 
219846052 


228721486 


228720499 


228719132 
13619 
terales; R 
228718299 


terales; R 
228716184 


partial sequence 


hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


Rhodobacterales; 


ref|NR_029166.1 
299496 300945 
Mycoplasma. 
ref|/NR_029121.1 
357208 


ref |NR_029107.1 


ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref |NR_028976.1 
571472 572837 
dobacterales; Rh 
ref |NR_028943.1 
19766 621178 
Nautiliales; Nau 
ref |NR_028891.1 

694091 695537 
Planctomycetale 


a 


ref|NR_028820.1 


ref|NR_028813.1 


ref|NR_028777.1 

855982 857475 
uconostoc. 
ref|NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028727.1 


aceae; Ruegeria. 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref |NR_025642.1 
ella soli Bacter 


ref|NR_027609.1 
1336206 133758 
; Rhodobacterale 


ref|NR_027593.1 
bacter litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027572.1 


hodobacteraceae; 
ref|NR_027548.1 


224581424 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 


Mycoplasma 
Mycoplasma 


Loktanella 
358614 Loktanella 


Rhodobacteraceae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


Oceanicola. 
ref|NR_029041.1| Weissella koreensis 
7 Weissella koreensis Bacteria; 
ref|NR_029033.1| Spirochaeta 
Spirochaeta 

haetaceae; Spirochaeta. 
ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 


Rhodobacteraceae; 


Caminibacter profundus 


profundus Bacteria; 


Jannaschia 
Jannaschia 
odobacteraceae; 


Caminibacter 

Caminibacter 

tiliaceae; Caminibacter. 
Planctomyces 
Planctomyces 

s; Planctomycetaceae; 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Leuconostoc 
Leuconostoc 


Roseovarius 

arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Spirochaeta 
haeta smaragdinae DSM 


Weissella soli strain 
ia; Firmicutes; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_027205.1 
1443876 144534 


Thalassobacter 
0 Thalassobacter 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Thalassobacter. 


658878 Bacteria_16S 


1466947 1466896 1 


52 


strain JZC3 16S ribosomal RNA, partial sequence 


Spirochaetes; 


Spirochaetales; 
658878 Bacteria_16S 


1522739 1522688 1 


Spirochaetaceae; Treponema. 


52 


strain OMZ833 16S ribosomal RNA, partial sequence 


Spirochaetes; 


Roseisalinus. 


658878 Bacteria_16S 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial 
fryxellensis Bacteria; 


Loktanella. 


658878 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
658878 Bacteria_16S 


strain R-8904 16S 


strain 525 16S ri 
Proteobacteria; E 


strain 534-30 16S 
Planctomycetes; P 


strain IH003 16S 
Firmicutes; Lacto 


658878 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


strain MX9 16S ri 
Tenericutes; Moll 


strain 486 16S ri 
Tenericutes; Moll 


gallopavonis stra 
Bacteria; Teneric 


strain H831 16S r 
Tenericutes; Moll 


strain MMP-4 16S 
Tenericutes; Moll 


strain RG-2C 16S 
Tenericutes; Moll 


strain BbT2g 16S 
Tenericutes; Moll 


strain 1340 16S r 
Tenericutes; Moll 


fructosus strain 
fructosus Bacteri 


658878 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


658878 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


spermatophilum st 
spermatophilum Ba 


658878 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


Spirochaetales; 
658878 Bacteria_16S 
antarcticus strain EL-88 
antarcticus Bacteria; 


1610772 1610733 8 


1612252 1612213 8 


1711302 1711263 8 


1769044 1769005 13 


2011412 2011365 11 


2176965 2176930 11 


Spirochaetaceae; Treponema. 


47 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


47 


Proteobacteria; Alphaproteobacteria; 


47 


52 


bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; 
658878 Bacteria_16S 


58 


ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; 
658878 Bacteria_16S 


46 


ribosomal RNA, partial sequence 


bacillales; Leuconostoc. 
2198190 2198147 9 


2199689 2199646 9 


2204220 2204177 9 


2205719 2205676 9 


2208745 2208702 9 


2211774 22117319 


2213274 22132319 


2214772 2214729 9 


2216270 2216227 9 


2249702 2249667 11 


Firmicutes; 
2251227 2251192 11 


a; 


tes; Lactobacillales; 


2280458 2280415 9 


2368144 2368101 9 


2369626 2369583 9 


2371137 2371094 9 


52 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 


52 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 


52 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 


52 


in WR1 16S ribosomal RNA, partial sequence 22052 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 


52 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 


52 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 


52 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 


52 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 


52 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 
DSM 20349 16S ribosomal RNA, partial sequence 
Lactobacillales; 


46 


46 


FS-1 16S ribosomal RNA, partial sequence 
Fructobacillus. 


52 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycoplasmatacea 


52 


52 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 


52 


strain MH5408 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Fructobacillus. 


gi|224581408 
1466484 14678 


gi|219857543 
1522207 15236 
gi|219878469 


219878468 
sequence 


gi 


gi|219878400 
1710844 17122 


gi| 219878358 
1768558 17700 
Nautiliaceae; 
gi|219878188 
2010901 20124 


Planctomycetaceae; 


gi|219857615 
2176454 21779 


gi| 219857600 
2197691 21991 


gi| 219857599 
2199190 22006 


gi| 219857596 
2203720 22051 


gi|219857595 


gi| 219857593 
2208244 22096 


gi|219857591 
2211275 22127 


gi| 219857590 
2212774 22142 


gi| 219857589 
2214274 22157 


gi|219857588 
2215772 22172 


gi| 219857566 


219857565 
22507 


gi 
gi| 219857546 
2279959 22814 


219857481 
sequence 


gi 


gi|219857480 
2369126 23705 


Rhodobacterales; 


Rhodobacterales; 


ref |NR_027189.1 


ref |NR_025131.1 


ref|NR_025608.1 
1610323 161174 


ref|NR_025607.1 
1611794 161320 


ref|NR_025539.1 
Loktanell 
ref|NR_025497.1 
Nautilia. 
ref |NR_025327.1 
04 Planctomyces 
Planctomyc 


ref |NR_025204.1 


ref|NR_025188.1 


ref |NR_025187.1 


ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025181.1 


ref 


NR_025179.1 


ref|NR_025178.1 


ref|NR_025177.1 


ref |NR_025176.1 


ref|NR_025154.1 
2249193 225066 


ref|NR_025153.1 
18 2252192 Fructo 


ref |NR_025134.1 


ref|NR_025069.1 

2367647 236907 
e; Mycoplasma. 
ref|NR_025068.1 


gi| 219857479 


Treponema putidum 


91 Treponema putidum Bacteria; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Roseisalinus 
3 Roseisalinus 


Rhodobacteraceae; 


Loktanella 
8 Loktanella 


Rhodobacteraceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Planctomyces maris 


maris Bacteria; 


es. 
Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


ref|NR_025067.1 


Mycoplasma opalescens 


2370638 2372093 Mycoplasma opalescens Bacteria; 


658878 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


658878 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


658878 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


658878 Bacteria_16S 


columbinasale str 
columbinasale Bac 


658878 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


658878 Bacteria_16S 


strain DSM5578 16 
Firmicutes; Lacto 


658878 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


658878 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


658878 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


658878 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


658878 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


658878 Bacteria_16S 


strain IFO 13613 
Proteobacteria; A 


658878 Bacteria_16S 


strain RF-4 16S r 


2372646 2372603 9 52 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374152 2374109 9 52 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2375663 2375620 9 52 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2378684 2378641 9 52 gi 


gi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2418435 2418400 11 46 gi 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2419990 2419955 11 46 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2426100 2426069 15 46 
ribosomal RNA, partial sequence 
lales; Planococcaceae; 
2474323 2474280 9 


gi 


gi 


Viridibacillus. 
52 gi 


ain 117C 16S ribosomal RNA, partial sequence 2473825 247526 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2475818 2475775 9 52 gi|219857399|ref|NR_024987.1 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857478 
2372144 23736 


219857477 
2373653 23751 


219857476 
2375159 23766 


219857474 


2379691 23811 


219857447 
2417916 24194 


219857446 
2419471 24209 


219857441 
2425586 24269 


219857400 


2475319 24767 


ref 


ref 


ref 


ref 


ain 694 16S ribosomal RNA, partial sequence 2378183 237964 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2380190 2380147 9 52 gi|219857473|ref|NR_025061.1 


ref 


ref 


ref 


ref 


NR_025066.1 


NR_025065.1 


NR_025064.1 


NR_025062.1 


NR_025035.1 


NR_025034.1 


NR_025029.1 


NR_024988.1 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


2864748 2864686 8 70 gi| 219856881 |ref|NR_024700.1| Sphingomonas 
ATCC 14820 16S ribosomal RNA, partial sequence 2864276 2865738 Sphingomonas 
ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

2929005 2928966 8 47 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
lphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

3021510 3021464 1 47 gi|219846909|ref|NR_026501.1| Thermus igniterrae 


ibosomal RNA, partial sequence 


3021006 30224 


77 Thermus igniterrae Bacteria; 


Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

658878 Bacteria_16S 3062640 3062601 8 47 gi|219846880|ref|NR_026472.1| Sulfitobacter 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

658878 Bacteria_16S 3130177 3130118 11 70 gi|219846835|ref|NR_026427.1| Halanaerobacter 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 3129667 3131049 Halanaerobacter 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
658878 Bacteria_16S 3143621 3143582 8 47 gi|219846826|ref|NR_026418.1| Sulfitobacter 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

658878 Bacteria_16S 3161948 3161909 8 47 gi|219846814|ref|NR_026406.1| Antarctobacter 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Antarctobacter. 

658878 Bacteria_16S 3163409 3163370 8 47 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

658878 Bacteria_16S 3315099 3315048 1 52 gi|219846710|ref|NR_026302.1| Spirochaeta africana 


strain Z-7692 16S 
Spirochaetes; Spi 


strain Z-7491 16S 
Spirochaetes; Spi 


strain Z-7591 16S 
Spirochaetes; Spi 


arcticus strain 2 
Bacteria; Proteob 


rochaetales; 
658878 Bacteria_16S 


rochaetales; 
658878 Bacteria_16S 


rochaetales; 
658878 Bacteria_16S 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
658878 Bacteria_16S 
strain G145 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Spirochaetaceae; 
3316625 33165741 52 
ribosomal RNA, partial sequence 
Spirochaetaceae; 
3318148 3318097 1 52 
ribosomal RNA, partial sequence 
Spirochaetaceae; 
3682324 3682285 8 47 


Spirochaet 


gi 


Spirochaet 
gi 
Spirochaet 


gi 


te. 


3314589 33160 


a. 


219846709 
3316113 33175 


a. 


219846708 
3317638 33191 


a. 


219846449 


3681 
rales; 


3691408 3691365 9 52 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


219846443 
3690909 3692364 Mycoplasma adleri Bacteria; 


ref 


ref 


ref 
8 


Rhodo 


64 3683252 Octad 


NR_026301.1 


NR_026300.1 


NR_026040.1 
e 


bacteraceae; 


ref 


62 Spirochaeta africana Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 


NR_026034.1 


Mycoplasma adleri 


658878 Bacteria_ 


strain E-37 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


658878 Bacteria_ 


strain PG43 16S r 
Tenericutes; Moll 


658878 Bacteria_ 
strain UC/MF 16S 


Tenericutes; Moll 


658878 Bacteria_ 


leopharyngis stra 
Teneric 


Bacteria; 
658878 Bacteria_ 


leonicaptivi stra 
Teneric 


Bacteria; 
658878 Bacteria_ 


strain LX 16S rib 
Tenericutes; Moll 


658878 Bacteria_ 


strain PU 16S rib 
Tenericutes; Moll 


658878 Bacteria_ 


strain DD 16S rib 
Tenericutes; Moll 


658878 Bacteria_ 


strain BV1 16S ri 
Tenericutes; Moll 
658878 Bacteria_16S 


delicatus strain 


delicatus Bacteri 


Sulfitobacter. 


658878 Bacteria_16S 
6S ribosomal RNA, partial sequence 4167649 41690 


strain KMM 3554 1 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
658878 Bacteria_16S 4228875 4228840 13 48 gi| 219846049 
strain SW49 16S ribosomal RNA, partial sequence 4228378 42297 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
658878 Bacteria_16S 4231931 4231892 8 47 gi| 219846047 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequenc 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria 
Leisingera. 

658878 Bacteria_16S 201103 201069 11 45 gi| 265678929 
strain 22 16S ribosomal RNA, partial sequence 200572 20203 


Firmicutes; 


bermudensis HTCC2 


HTCC2503 Bacteria 
658878 Bacteria_16S 


strain s840-96-2 
Firmicutes; 


strain CCUG 47334 
Bacteria; 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


658878 Bacteria_16S 


strain Se-1 16S r 


Deinococcus-Thermus; 
658878 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
658878 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


658878 Bacteria_16S 
franzmannii strain 301 16S ribosomal RNA, partial sequence 


Bacteria; Bactero 


Clost 
658878 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter. 
658878 Bacteria_16S 


Clost 
658878 Bacteria_16S 


Firmicu 
658878 Bacteria_16S 


16S 3716855 3716816 8 47 


ibosomal RNA, partial sequence 


gi 


16S 3755483 3755440 9 52 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3779624 3779581 9 52 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3782643 3782600 9 52 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
16S 3784126 3784083 9 52 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
16S 3785597 3785554 9 52 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3787082 3787039 9 52 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3858283 3858240 9 52 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3884436 3884393 9 52 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ridia; Clostridiales; Clostridiales Fa 
871774 871712 8 70 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


s 


1391011 1390969 13 55 gi 
503 16S ribosomal RNA, partial sequenc 
; Proteobacteria; Alphaproteobacteria; 
1418142 1418108 11 45 gi 


e 


v 


ridia; Clostridiales; Clostridiales Fa 
1613778 1613744 11 45 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
2399906 2399844 8 70 gi 
strain CM2 16S ribosomal RNA, partial 


Bacteria; Proteobacteria; Alphaproteob 


se 
ac 


2629419 2629373 1 47 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3019985 3019939 1 47 gi 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3791593 3791547 1 47 gi 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
3793114 3793064 7 57 gi 


gi 


T 


T 


idetes; Flavobacteria; Flavobacteriales; 


219846425 
3716418 37177 
dobacter 
219846395 
3754983 37564 


ho 


219846377 
3779118 37805 


219846375 
en 
co 
219846374 
en 
co 
219846373 
3785096 37865 


219846372 
3786577 37880 


219846323 
3857775 38592 


219846306 
3883911 38853 


4166629 4166590 8 47 gi| 219846102 
KMM 3584 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; Rhodobac 
4168111 4168072 8 47 gi|219846101 


mily XI. 
265678464 


ria; 
228716336 
Parvularc 
224581446 
16S ribosomal RNA, partial sequence 1417633 14190 
mily XI. 
219878467 
id 
219857460 


219857239 
2628913 26303 


219846910 
3019481 30209 


219846369 
3791066 37925 


ce 37821 
plasma. 


ce 37836 
plasma. 


I 
equence 


Rhodo 


13905 


I 


16132 
iales Fa 


quence 


teria; R 


hermus. 


hermus. 


aceae; A 


ref|NR_026016.1 


acea 
ref 


e; Sagittul 
NR_025986.1 


ref|NR_025968.1 


ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025965.1 
21 3785045 Mycopl 


ref |NR_025964.1 


ref|NR_025963.1 


ref |NR_025913.1 


ref|NR_025896.1 


ref |NR_025692.1 
166170 416759 


terales; Rhodoba 


rs 


ref |NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025639.1 
; Aequorivita. 
ref |NR_025637.1 
e 4231451 423288 
Rhodobacterale 


’ 


ref |NR_029237.1 
ncertae Sedis; H 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 


ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027228.1 


ncertae Sedis; H 
ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref |NR_025048.1 

2399427 240087 
hizobiales; Hyph 


ref |NR_024867.1 


ref |NR_026502.1 


ref|NR_025960.1 
55 Acholeplasma 
choleplasma. 


219846368 
3792606 3794045 Polaribacter franzmannii 


Flavoba 


Sagittula stellata 


90 Sagittula stellata Bacteria; 
a. 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 
asma leopharyngis 


Mycoplasma 
asma leonicaptivi 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 
Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Parvularcula 

arcula bermudensis 
culaceae; Parvularcula. 
Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 

Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Hyphomicrobium 

3 Hyphomicrobium 
omicrobiaceae; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


ref|NR_025959.1 


cteriaceae; Pola 


Polaribacter 


ribacter. 


TGGCACCGCATGGTGCCNGATGTAAAAGAGGGGATTCGTCCTCTCACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGA 
CGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCATCCGCAATGGGCGAAAG 
CCTGACGGTGCAATGCCGCGTGTACGATGAAGTTCTCGGATCGTAAAGTTCTGTTATGAGGGAAGAACAAGTGCCGTTTGAATAAGGCGGCACCTTGACGGTACC 
TCACGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTT 
AAGTCTGATGTGAAAGCCCACCGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGTAAGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATG 
CGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGCTTACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTAGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCNCGCAAGGCTG 
AAACTCAAAGGAATTGACNGGGGGCCCNGCACAAGCAAGTGGAGCRKGTGGTTTAATTCTGAARCAACGCGAAGAACCTTCACCAGGTCNTTGACNTCCTCTGAA 
CATCCAGGAGACTGGACTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTCGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCCTGATCTTAGCTGCCAGCATTCAGTTNGGCACTCTAAGGTGACTNGCCGGTGATAAACCCGGAGGAAGGTGGGGATGACNTCAAATCCATCGATGCCC 
CTTATCGACCTGGGCTACACACSTGCTACAATGGATGGTACAATGGGTTGCGAAGCCGCGATGGTGAAGCCAAATCCCATAAAGCGCATTCTCAGTTCNGGATTG 
CAGGCTGCAANTCGCCTGCGATGAAGCNAGGANTTGCTNANTNATCTGTCGGATCNAGCATGCCAGCCGGTGAATACGTTCCCGGGGCCTTGTACACACCGCCCG 
TCACACCACGAGAGTTTNGAACACCCGAAGTCGGTGAATACCTTTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGGTT 
TGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCC 
TAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGAT 
GAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTT 
AAGTTGGGAGGAAGGGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTG 
CAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTAGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTG 
ACTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGAC 
ACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGC 
AGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACC 
GGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCT 
AATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCACGAACGC 
TGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTTTTCTTTCACCGGAGCTTGCTCCACCGAAAGAAAAAGAGTGGCGAACGGGTGAGTAACACGTGGGTAACC 
TGCCCATCAGAAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAAGTAAAACCGCATGGTTTTACTTTGAAAGGCGCTTTTGCGTCACTGATGGATG 
GACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCC 
AAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTT 
GTTAGAGAAGAACAAGGATGAGAGTAAAATGTTCATCCCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGG 
CAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAA 
ACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGAC 
GCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTG 
CAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
AAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCG 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTCGCGAAGTCGCGAGGCTAAGCTA 
ATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCCCTTCGGGGTACACGAGCGGC 
GAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCACTAATCGCATGGTTGGTGGTGGA 
AAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCACCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACTGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCC 
TTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTACAAGAAGCACCGGCCAACTACGTGCCACCAGCCGCGGTAATACGTAGGGTG 
CGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTCGTCGCGTCGATCGTGAAAACGTGCAGCTCAACTGCACGCTTGCGGTCGATACGGGCGG 
ACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCACATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCACTAACTGAC 
GCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCC 
GTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAAGCCGTAGAGATACGGCCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGCGTTATGGCGGGGACTCGCAGGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCG 
AATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTG 
GGACTAAGTCGTAACATGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCT 
CAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGGCAGTATTGAAGCTTCGGTGGATTTACTGGACGTCGAGCGGCGGACGGGTGAGTA 
ACGGCTGGGAACCTGCCCTGACGAGGGGGATAACCGTTGGAAACGACGGCTAATACCGCATAATGTCTACGGACCAAAGGTGGCCTCTACATGTAAGCTATCGCG 
TTGGGATGGGCCCAGTTAGGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCCTTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAA 
GCACTTTCAGCAGTGAGGAAGGTAGTGTACTTAATACGTGCATTGCTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACCGCATTTGAAA 
CTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAAGCGGCCCCCTGGACAAA 
GACTGACGCTCAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGCTGAGGTTTAAGACTTTGG 
CTTTCGGAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATCTTCCAGAGATGGAGGAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCAAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTG 
ATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAGATACAGAGGGCAGCGAGACAGCGATG 
TTAAGCGAATCCCTTAAAGTTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCAT 
GACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNAGAGTTTGATCTTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATGGGAGCTTGCTTCCAGGCGTCGAGCGGCGG 


658878 Bacteria_16S 


strain Wai33 16S 


Deinococcus-Thermus; 
658878 Bacteria_16S 
strain YT-1 16S r 
Deinococcus-Thermus; 
658878 Bacteria_16S 
joergensenii stra 
joergensenii Bact 


Desulfospira. 


658878 Bacteria_16S 
hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 
658878 Bacteria_16S 
16S ribosomal RNA, partial sequence 223682 22507 
Peptococcaceae; 


strain DSM 20475 
Firmicutes; 


Flavobacteria; 


micromati strain 
Bacteria; 


strain K 1/K2 16S 
Bacteroidetes; 
Bacteria; 


strain PIPN-2 16S 
Tenericutes; Moll 


658878 Bacteria_16S 
strain LAl 16S ri 


Bacteroidetes; Fl 


658878 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


658878 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


658878 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 


658878 Bacteria_16S 


AT 
AT 


serovar 3 str. 
serovar 3 str. 


658878 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


658878 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


ATCC 43183 16S ri 
Bacteria; Bactero 


658878 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


Clost 
658878 Bacteria_16S 
F89 16S ribosomal 
Fl 
658878 Bacteria_16S 
strain PUPA-2 16S 
Tenericutes; Moll 
658878 Bacteria_16S 


Bactero 
658878 Bacteria_16S 
degerlachei strai 
degerlachei Bacte 
658878 Bacteria_16S 


Sp 
658878 Bacteria_16S 
mesophilus strain 
Bactero 
658878 Bacteria_16S 


3876665 3876619 1 47 
ribosomal RNA, partial sequence 


ridia; Clostridiales; 
425001 424968 13 
RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
440483 440446 9 46 
ribosomal RNA, partial sequence 


46 


gi 
38 


439970 44147 


219846311 
76152 38776 


ref|NR_025901.1| Thermus filiformis 
26 Thermus filiformis Bacteria; 


Deinococci; Thermales; Thermaceae; Thermus. 

3878185 3878139 1 47 gi|219846310|ref|NR_025900.1| Thermus aquaticus 

ibosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 

77611 77558 17 70 gi|265679012|ref|NR_029320.1| Desulfospira 
in B331 16S ribosomal RNA, partial sequence 77090 78536 Desulfospira 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

89544 89511 13 46 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
ain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
teria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 

224201 224156 8 53 gi|265678913|ref|NR_029221.1| Peptococcus niger 


4 Peptococcus niger Bacteria; 


Peptococcus. 
gi|265678771|ref|NR_029076.1| Formosa algae strain 
424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Formosa. 
gi|265678761|ref|NR_029066.1| Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

520047 520014 13 46 gi|265678705|ref|NR_029010.1| Flavobacterium 
R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

521575 521542 13 46 gi|265678704|ref|NR_029009.1| Flavobacterium 
n R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

570443 570410 13 46 gi|265678672|ref|NR_028977.1| Pedobacter africanus 

ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

601865 601832 13 46 gi| 265678651 |ref|NR_028956.1| Gelidibacter 

2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

736908 736871 9 46 gi| 265678556 |ref|NR_028860.1| Entomoplasma lucivorax 

ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

744489 744456 13 46 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
bosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

806353 806320 13 46 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
in 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
eria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 

982152 982115 9 46 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 
S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

1105195 1105162 13 46 gi|265678305|ref|NR_028607.1| Bacteroides 
in A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

1121966 1121929 9 46 gi|228715451|ref|NR_027532.1| Ureaplasma parvum 
CC 27815 16S ribosomal RNA, partial sequence 1121455 1122893 Ureaplasma parvum 
CC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

1167233 1167200 13 46 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ibosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

1278822 1278785 9 46 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 

ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

1281773 1281736 9 46 gi| 219846087 |ref|NR_025677.1| Entomoplasma somnilux 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1295515 1295482 13 
bosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
1374625 1374592 13 46 

1 RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 


46 


658878 Bacteria_16S 


1516678 1516625 17 70 


1281261 12827 
Entomoplasmataceae; 


gi 


1295007 12963 
Ba 


gi 


1374101 1375614 Kordi 
Kor 


gi 


E 
224581415 


cteroidace 
228717906 


dia. 


49 Entomoplasma somnilux Bacteria; 


219873435 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfotignum. 


ntomoplasma. 

ref|NR_027196.1| Bacteroides stercoris 
48 Bacteroides stercoris ATCC 43183 

ae; Bacteroides. 

ref|NR_027568.1| Kordia algicida strain 
a algicida OT-1 Bacteria; Bacteroidetes; 
ref|NR_025194.1| Desulfotignum 


1516159 1517596 Desulfotignum 


658878 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; 


Fl 
658878 Bacteria_16S 
ayderensis strain 


1544161 1544128 13 46 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1554641 1554612 9 38 gi 
AB04 16S ribosomal RNA, partial seque 


gi 


ct 


ne 


219857262 
1543657 15451 
eriaceae 
219857209 
15541 


e 


ref|NR_024893.1 


, Ar 
ref 


enibacter. 
NR_024837.1 


24 1555535 Anoxyb 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Anoxybacillus 
acillus ayderensis 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

658878 Bacteria_16S 1627401 1627368 13 46 gi|219878458|ref|NR_025597.1| Flavobacterium 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavobacterium frigoris 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

658878 Bacteria_16S 1712809 1712776 13 46 gi|219878399|ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
658878 Bacteria_16S 1715879 1715846 13 46 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

658878 Bacteria_16S 1717433 1717400 13 46 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

658878 Bacteria_16S 1718955 1718922 13 46 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

658878 Bacteria_16S 2096651 2096618 13 46 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

658878 Bacteria_16S 2179919 2179886 13 46 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
658878 Bacteria_16S 2181435 2181402 13 46 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
658878 Bacteria_16S 2201185 2201148 9 46 gi|219857598|ref|NR_025186.1| Mycoplasma moatsii 
strain MK405 16S ribosomal RNA, partial sequence 2200688 2202148 Mycoplasma moatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

658878 Bacteria_16S 2223747 2223714 13 46 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

658878 Bacteria_16S 2262025 2261992 13 46 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

658878 Bacteria_16S 2287951 2287914 9 46 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
strain L1 16S ribosomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

658878 Bacteria_16S 2365124 2365087 9 46 gi|219857483|ref|NR_025071.1| Mycoplasma elephantis 


strain E42 16S ri 
Tenericutes; Moll 


658878 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


658878 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


sublithincola str 
sublithincola Bac 


658878 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


658878 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


658878 Bacteria_16S 


holothuriorum str 
holothuriorum Bac 
Salegentibacter. 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2366634 2366597 9 46 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2377176 2377139 9 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2389364 2389327 9 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2423057 2423016 5 46 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2433466 2433433 13 46 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2632337 2632304 13 46 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
2691192 2691159 13 46 gi 
ain KMM 3524 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 


qu 
la 


s 
la 


ne 


Ss; 


ct 


1 
la 


658878 Bacteria_16S 


2364627 23660 


219857482 


ence 


219857467 
2388858 23902 


219857443 


equence 
vobacter 


219857432 


24329 
Flavoba 


e 


219857237 
2631843 26332 


eriaceae 


219857195 


sequence 


vobacter 


2737850 2737817 13 46 gi 


219857162 


troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 


troitsensis Bacte 


ria; Bacteroidetes; Flavobacteria; 


Flavobacteriales; 


smatacea 
219857475 
2376676 23781 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025063.1 


ref|NR_025055.1 


ref |NR_025031.1 

2422553 242399 
iales; Flavobact 
ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flav 
ref |NR_024865.1 


; Flavobacterium 
ref |NR_024823.1 

2690706 269211 
iales; Flavobact 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Aequorivita 

1 Aequorivita 

eriaceae; Aequorivita. 
Flavobacterium 
acterium frigidarium 
obacterium. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


ref|NR_024790.1 
2737379 273875 
Flavobacter 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 


658878 Bacteria_ 


limicola strain S 
Bactero 


Bacteria; 
658878 Bacteria_ 
halotolerans DSM 
Bacteria; 
658878 Bacteria_ 


strain ATCC 43185 
Ba 


Bacteroidetes; 
658878 Bacteria_ 


cangingivalis str 
cangingivalis Bac 


658878 Bacteria_ 


stercorarium subs 


Proteob 


16S 2742245 2742212 13 46 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
16S 3112021 3111968 17 70 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
16S 3392700 3392667 13 46 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Bacteroidace 
16S 3548548 3548515 13 46 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
16S 3581836 3581775 9 70 gi 
p- thermolacticum strain TX41 16S ribo 


2 


Ss; 


1 


ce 


219846847 
nc 
ac 

219846650 


ae 
219846544 


te 
219846521 
so 


19857159 
27417 
Flavoba 


ref |NR_024787.1 
27 2743201 Flavo 
cteriaceae; Fla 
ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref|NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_026113.1 
partial sequenc 


e 31115 
terales; 


33921 
Bacter 


’ 


sequence 
roidales 


mal RNA, 


b 
Vv 


Flavobacterium 
acterium limicola 
obacterium. 

Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Bacteroides caccae 
oides caccae Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; 
658878 Bacteria_ 
strain USDA 1844 


658878 Bacteria_ 


strain GIH 16S ri 
Tenericutes; Moll 


658878 Bacteria_ 


strain VIS 16S ri 
Tenericutes; Moll 


658878 Bacteria_ 


strain D6-1 16S r 
Tenericutes; Moll 
658878 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; 


strain 17529 16S 
Tenericutes; Moll 


658878 Bacteria_16S 
strain Q-1 16S ri 
Ba 
658878 Bacteria_16S 


Bacteroidetes; 


strain ATCC 29147 
Bacteroidetes; 


strain FT2-B 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


658878 Bacteria_16S 


canigenitalium st 
canigenitalium Ba 


658878 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


658878 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


658878 Bacteria_16S 


strain KMM 6034 1 
Bacteroidetes; Fl 


658878 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


658878 Bacteria_16S 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; 


Cc 


Fl 
658878 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
658878 Bacteria_16S 
salegens strain D 
salegens Bacteria 
658878 Bacteria_16S 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
hibernum Bacteria 
658878 Bacteria_16S 


Ba 
658878 Bacteria_16S 


lostridium. 


16S 3645702 3645665 8 45 gi 


16S 3686864 3686827 9 46 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3688381 3688344 9 46 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3700389 3700352 9 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3701907 3701874 13 46 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
3774962 3774925 9 46 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3814376 3814343 13 46 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3843214 3843181 13 46 gi 


gi 


v 


, 


Flavob 
gi 


Bacteroidetes; Flavobacteria; 
3856797 3856760 9 46 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3862867 3862834 13 46 gi 


bosomal RNA, partial sequence 


ac 


cteroidia; Bacteroidales; Porphyromona 
3907495 3907458 9 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3909018 3908981 9 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 

3910548 3910511 9 46 gi 
rain D6P-C 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
3981754 3981721 13 46 gi 


se 
la 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


3987701 3987668 13 46 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


3989179 3989146 13 46 
avobacteria; Flavobacteriales; Flavobact 
3992162 3992129 13 46 gi 
n KMM 6049 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 


se 
VO. 


219846474 
16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
219846446 
3686364 36878 


219846445 
3687881 36893 


219846436 
3699882 37013 


219846435 
3701387 37028 
(oh 
219846380 
ue 
smataceae; 
219846353 
ue 
ac 
219846333 
eq 


219846324 
3856288 38577 


219846320 
3862330 38638 


cteroidia; Bacteroidales; Rikenellaceae; Rikenella. 
3867430 3867397 13 46 gi| 219846317 |ref|NR_025907.1 
16S ribosomal RNA, partial sequence 3866893 3868368 Porphy 


da 
219846289 
3906969 39084 


219846288 
3908492 39099 


219846287 
219846237 
6S ribosomal RNA, partial sequence 3981260 39826 


219846233 
6S ribosomal RNA, partial sequence 3987206 39886 


219846232 
6S ribosomal RNA, partial sequence 3988683 39901 


219846230 


ref|NR_026066.1 


Rhizo 


ref 


aceae; bium/Agrobac 


NR_026037.1 


ref |NR_026036.1 


ref |NR_026027.1 


ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025944.1 

3813879 381534 
; Flavobacteriac 
ref |NR_025923.1 

3842717 384417 
; Flavobacteriac 
ref|NR_025914.1 


eriaceae 


nce 


nce 
teriales 


uence 
teriales 


ref |NR_025910.1 


ceae; Po romonas. 


NR_025879.1 


rphy 
ref 


ref |NR_025878.1 


ref|NR_025877.1 
3910020 391149 

e; Ureaplasma. 

ref|NR_025827.1 


quence 
smatacea 


; Bi 
ref 


zionia. 
NR_025823.1 


eriaceae 


a Aq 
ref 


uimarina. 
NR_025822.1 


eriaceae 


; Gillisia. 
ref |NR_025820.1 
3991660 399309 


les; Flavobacter 


eriaceae 


quence 
bacteria 


4014633 4014600 13 46 gi 


219846213 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Gelidibacter algens 


algens Bacteria; 


Mycoplasma 
7 Mycoplasma 


Salegentibacter 

9 Salegentibacter 

eae; Salegentibacter. 
Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 


ref|NR_025803.1 
4014130 401555 
Flavobacteri 


Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 


658878 Bacteria_16S 
thalassocola stra 
thalassocola Bact 


Winogradskyella. 


658878 Bacteria_16S 
strain BC-3 16S r 


Tenericutes; Moll 


658878 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; 


strain KMM 3947 1 
Bacteroidetes; Fl 


658878 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


658878 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


658878 Bacteria_16S 
velocicrescens st 
velocicrescens Ba 
658878 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


658878 Bacteria_16S 
syrphidicola stra 
syrphidicola Bact 
658878 Bacteria_16S 
sabaudiense strai 
sabaudiense Bacte 
658878 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


658878 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


658878 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


658878 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


658878 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


658878 Bacteria_16S 


chrysopicola stra 
chrysopicola Bact 


658878 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


658878 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


658878 Bacteria_16S 


Clost 
658878 Bacteria_16S 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
4093401 4093368 13 46 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
4118918 4118881 9 46 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4135702 4135665 9 46 gi 
rain MQ-4 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; 
4137267 41372309 46 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4138832 41387959 46 gi 
in EA-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 
4140399 4140362 9 46 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4141964 4141927 9 46 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4143529 4143492 9 46 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4145095 4145058 9 46 gi 
ain LD-1B 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
4146662 4146625 9 46 gi 
ain PUP-1 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
4148226 4148189 9 46 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4149792 41497559 46 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4151347 41513109 46 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4152775 4152738 9 46 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4154341 4154304 9 46 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4155906 4155869 9 46 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4157471 4157434 9 46 gi 
in DF-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 
4159038 4159001 9 46 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4160603 4160566 9 46 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 


gi 


as 


ta 


pl 


pl 


ta 


ta 


ta 


ue 


ta 


eq 
la 


ct 
219846157 


4147699 41 


219846 
4149264 41 


219846 
4150819 41 
ta 
219846 
4152247 41 
ta 
219846 
4153813 41 
ta 
219846 
4155378 41 


la 
219846108 
4158509 41 


eriac 


6S ribosomal RNA, partial sequence 4092900 40 
ct 
219846138 


eriac 


4118405 41 
Entomoplasmat 


aceae 


uence 
lasma 


4136739 41 
ta 
219846121 
ue 
la 
219846120 
eq 


ceae; 


nce 
smata 


uence 


matal 


ceae; 


ceae; 


uence 
asmat 


uence 


asmat 


ceae; 


ceae; 


ceae; 


ceae; 


ceae; 


ceae; 


nce 


smata 


ceae; 


uence 
smata 


4162138 4162105 13 46 gi 


eae 


943 
eae 


199 


’ 


tal 
382 
Sp 


les 


es; 


219846119 
4141437 41429 
ta 
219846118 
4143001 41445 


Sp 


Sp 


219846117 
eq 


ale 


219846116 
eq 


ale 


219846115 


492 


Sp 


114 


507 


Sp 


113 


521 


Sp 


112 


537 


Sp 


111 


553 


Sp 


110 


568 
Sp 


219846109 


600 
Sp 


219846107 


les 


219846106 


M 

219846123 
eq 
Entomop 
219846122 


les; 


7 Ma 
ref 


ribacter. 
NR_025747.1 
, Ar 
ref 


enibacter. 
NR_025728.1 


lasma. 
NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


esop 
ref 
4 
es; 
ref 


lasma. 
ref|NR_025711.1 

4138305 413982 
; Spiroplasmatac 
ref|NR_025710.1 

4139871 414138 
Spiroplasmatace 
ref|NR_025709.1 


irop 


lasma. 
NR_025708.1 


irop 
ref 


lasma. 
ref|NR_025707.1 

4144567 414608 
s; Spiroplasmata 
ref|NR_025706.1 

4146134 414764 
s; Spiroplasmata 
ref|NR_025705.1 


irop 


lasma. 
NR_025704.1 


irop 
ref 


lasma. 
NR_025703.1 


irop 
ref 


lasma. 
NR_025702.1 


irop 
ref 


lasma. 
NR_025701.1 


irop 
ref 


lasma. 
NR_025700.1 


irop 
ref 


lasma. 
ref|NR_025699.1 

4156944 415845 
; Spiroplasmatac 
ref|NR_025698.1 


irop 


lasma. 
NR_025697.1 

160075 416159 
; Spiroplasmatac 


irop 
ref 


rs 


4016112 4016079 13 46 gi|219846212|ref|NR_025802.1| Winogradskyella 
in KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
eria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

4079761 4079724 9 46 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
ibosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4085887 4085850 1 38 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
ridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

4090433 4090365 1 70 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
6S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 


ref|NR_025696.1 


Algibacter lectus 


strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 


658878 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


658878 Bacteria_16S 
grammopterae stra 
grammopterae Bact 
658878 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


strain BAL-1 16S 


Chrysiogenetes; C 
658878 Bacteria_16S 
limnophilus strai 
limnophilus Bacte 


Planctomyces. 


658878 Bacteria_16S 
strain S-16 16S r 


Tenericutes; Moll 


658878 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


658878 Bacteria_16S 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
658878 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


strain CH 16S rib 
Tenericutes; Moll 


658878 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


658878 Bacteria_16S 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
658878 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


strain 3T 16S rib 
Tenericutes; Moll 


658878 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


658878 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


658878 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


strain B1/T1 16S 
Tenericutes; Moll 


658878 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


658878 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


658878 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


658878 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


658878 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


658878 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


658878 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


4163633 4163596 9 
6S ribo 
icutes; Entomoplasmatales; 
4174314 4174277 9 


46 gi 


46 gi 


Tenericutes; Mollicutes; 
4180467 4180430 9 46 


eria; 
gi 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
130898 130854 13 57 

ribosomal RNA, complete sequence 


gi 


218122 218082 13 
n Mu 290 16S ribosomal RNA, 


53 gi 


274279 274243 9 45 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
278827 278791 9 45 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2202705 2202669 9 45 gi 


gi 


2210259 2210223 9 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2278944 2278908 9 45 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2281966 2281930 9 45 gi 


45 gi 


2477321 2477285 9 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478793 2478757 9 45 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480300 2480264 9 45 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481813 2481777 9 45 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483322 2483286 9 45 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484834 2484798 9 45 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486353 2486317 9 45 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487865 2487829 9 45 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489380 2489344 9 45 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490891 2490855 9 45 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689897 3689861 9 45 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3752444 3752408 9 45 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


45 gi 


somal RNA, partial sequence 4163118 41646 
Entomoplasmat 


in GRUA-1 16S ribosomal RNA, partial s 
Entomop 


ribosomal RNA, partial sequence 4179947 41814 
icutes; Entomoplasmatales; Entomoplasmataceae; M 
4184970 4184933 9 46 gi| 219846086 


4184459 41859 
Entomoplasmataceae; 


130392 13190 
hrysiogenales; Chrysiogenaceae; Chrysi 


complete s 


ria; Planctomycetes; Planctomycetacia; 


273748 27524 


2209746 22112 


2278443 22799 


2476824 24782 


2478295 24797 


2479798 24812 


2481316 24827 


2482825 24842 


2484337 24857 


2485849 24873 


2487368 24888 


2488881 24903 


2490394 24918 


3689398 36908 


219846105 


aceae; M 
219846097 
equence 

lasmatales 
219846092 


E 
265678975 


ogenes. 
265678917 
equence 
Planctomy 
265678877 
265678874 
27832 


219857597 
equence 
lasmatacea 

219857592 


219857547 


219857545 

equence 

lasmatacea 
219857398 


219857397 


219857396 


219857395 


219857394 


219857393 


219857392 


219857391 


219857390 


219857389 


219846444 


ref|NR_025695.1| Mesoplasma tabanidae 
23 Mesoplasma tabanidae Bacteria; 
esoplasma. 
ref|NR_025687.1] Mesoplasma 

4173799 4175287 Mesoplasma 
; Entomoplasmataceae; Mesoplasma. 
ref|NR_025682.1| Mesoplasma chauliocola 
46 Mesoplasma chauliocola Bacteria; 
esoplasma. 
ref|NR_025676.1| Entomoplasma luminosum 


49 Entomoplasma 
ntomoplasma. 


luminosum Bacteria; 


ref|NR_029283.1| Chrysiogenes arsenatis 
2 Chrysiogenes arsenatis Bacteria; 
ref|NR_029225.1] Planctomyces 

217606 219133 Planctomyces 
cetales; Planctomycetaceae; 
ref|NR_029183.1| Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029180.1] Mycoplasma gateae 
1 279763 Mycoplasma gateae Bacteria; 
ref|NR_025185.1| Mycoplasma 
2202199 2203669 Mycoplasma 
e; Mycoplasma. 
ref|NR_025180.1| Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


ref|NR_025135.1| Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 
ref|NR_025133.1| Mycoplasma 


2281465 22829 
e; Mycoplasma. 
ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


30 Mycoplasma 


ref|NR_024985.1 
47 Mycoplasma cl 


Mycoplasma cloacale 
oacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


219846397 


ref|NR_025988.1| Mycoplasma canadense 


3751943 3753408 Mycoplasma canadense Bacteria; 


658878 Bacteria_16S 3758492 3758456 9 45 
strain PG51 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 129369 129334 13 48 

strain ES2772 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; 
658878 Bacteria_16S 327461 327426 13 48 

strain WPH 179 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; 
658878 Bacteria_16S 729329 729294 13 48 
strain B14 16S ribosomal RNA, partial sequence 


gi 


gi 


gi 


gi 


Prevotellace 


Prevotellace 


128870 13034 
Prevot 


ae; 
265678842 


326926 32843 
Prevot 


ae; 
265678562 


728785 73027 


219846393|ref|NR_025984.1| Mycoplasma alkalescens 
3757993 3759456 Mycoplasma alkalescens Bacteria; 
265678976|ref|NR_029284.1| Prevotella dentalis 


1 Prevotella dentalis Bacteria; 
ella. 
ref|NR_029147.1] Prevotella oulorum 
5 Prevotella oulorum Bacteria; 

ella. 
ref|NR_028866.1| Prevotella bryantii 
0 Prevotella bryantii Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

658878 Bacteria_16S 1379149 1379110 8 47 gi| 228717469 |ref|NR_027563.1| Oceanibulbus indolifex 
HEL-45 16S ribosomal RNA, partial sequence 1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanibulbus. 

658878 Bacteria_16S 1981965 1981930 17 52 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

658878 Bacteria_16S 1983550 1983515 17 52 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

658878 Bacteria_16S 1985134 1985099 17 52 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

658878 Bacteria_16S 2046155 2046120 13 48 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

658878 Bacteria_16S 2072239 2072204 13 48 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
strain ATCC 51261 16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

658878 Bacteria_16S 2700136 2700101 13 48 gi|219857188|ref|NR_024816.1| Prevotella salivae 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

658878 Bacteria_16S 2701679 2701644 13 48 gi| 219857187 |ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

658878 Bacteria_16S 3018458 3018419 8 47 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

658878 Bacteria_16S 3145125 3145090 13 48 gi|219846825|ref|NR_026417.1| Prevotella pallens 
strain 10371 16S ribosomal RNA, partial sequence 3144616 3146069 Prevotella pallens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

658878 Bacteria_16S 3572859 3572824 13 48 gi|219846527|ref|NR_026119.1| Prevotella intermedia 
strain B422 16S ribosomal RNA, partial sequence 3572354 3573812 Prevotella intermedia Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

658878 Bacteria_16S 3865917 3865866 1 52 gi|219846318|ref|NR_025908.1| Porphyromonas macacae 
strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas macacae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

658878 Bacteria_16S 795565 795512 17 70 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

658878 Bacteria_16S 879073 879040 13 46 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria 


Prochlorococcus. 
1389638 1389609 17 


Prochlorococcaceae; 


658878 Bacteria_16S 46 gi 


bacteriovorus strain HD 100 16S ribosomal RNA, partial 

bacteriovorus HD100 Bacteria; Proteobacteria; Deltaprot 
Bdellovibrio. 

658878 Bacteria_16S 2207230 2207193 9 46 gi 


strain 462/2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
658878 Bacteria_16S 2269798 2269747 1 52 gi 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; 
658878 Bacteria_16S 3750929 3750892 9 46 gi 
ovipneumoniae strain Y-98 16S ribosomal RNA, partial se 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycopl 


v 


658878 Bacteria_16S 3753969 3753932 9 46 
strain M165/69 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi 


Cyanobacteria; Prochlorales; 


228716586|ref|NR_027553.1| Bdellovibrio 
sequence 1389197 1390490 Bdellovibrio 
eobacteria; Bdellovibrionales; Bdellovibrionaceae; 
219857594|ref|NR_025182.1| Mycoplasma dispar 
2206719 2208193 Mycoplasma dispar Bacteria; 
219857553|ref|NR_025141.1| Treponema 
sequence 2269277 2270739 Treponema 
Spirochaetaceae; Treponema. 
219846398|ref|NR_025989.1| Mycoplasma 
quence 3750418 3751892 Mycoplasma 
asmataceae; Mycoplasma. 
219846396|ref|NR_025987.1| Mycoplasma bovoculi 


3753459 3754932 Mycoplasma bovoculi Bacteria; 


658878 Bacteria_16S 
strain PS6 16S ri 
Tenericutes; Moll 
658878 Bacteria_16S 
ureafaciens strai 
Bacteria; Actinob 


Arthrobacter. 


658878 Bacteria_16S 
strain EUH N 1304 
Ba 
658878 Bacteria_16S 
strain ATCC 33779 
Ba 
658878 Bacteria_16S 
strain IS1B 16S r 
P 
658878 Bacteria_16S 
picturae strain L 
picturae Bacteria 


Bacteroidetes; 


Bacteroidetes; 


Planctomycetes; 


Brevibacterium. 


658878 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; 


Verrucomicrobium. 


658878 Bacteria_16S 


strain DSM 20550 


dejongeii strain 


Bacteria; Verruco 
658878 Bacteria_16S 
burtonensis strai 
burtonensis Bacte 
658878 Bacteria_16S 
PB90-1 16S riboso: 
Opitutae; Opituta 
658878 Bacteria_16S 
strain 1A-C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
658878 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; 


strain 01008 16S 
Tenericutes; Moll 


658878 Bacteria_16S 301528 301494 9 43 gi| 265678859 |ref|NR_029165.1 
strain 70-159 16S ribosomal RNA, partial sequence 300996 30245 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

658878 Bacteria_16S 559736 559706 40 70 gi| 265678679 |ref|NR_028984.1 
strain 173-96 16S ribosomal RNA, partial sequence 559287 56077 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
658878 Bacteria_16S 3519380 3519346 9 43 gi| 219846563 |ref|NR_026155.1 
strain ATCC 33530 16S ribosomal RNA, partial sequence 3518849 3520338 Mycopl 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

658878 Bacteria_16S 3756987 3756953 9 43 gi|219846394|ref|NR_025985.1 


Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycop 


658878 Bacteria_16S 


strain 4229 16S r 
Tenericutes; Moll 


Sy 
658878 Bacteria_16S 
spinosum strain D 
spinosum Bacteria 


Ba 
658878 Bacteria_16S 


3799165 3799128 9 46 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
133983 133947 76 111 gi 
n NC 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


324408 324373 13 48 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
325938 325903 13 48 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
693048 693012 17 53 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
1603201 1603165 76 111 gi 
MG 22061 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
2560160 2560136 8 32 

ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
3363990 3363958 14 46 gi 
SM 4136 16S ribosomal RNA, partial seq 


; Verrucomicrobia; Verrucomicrobiae; V 


gi 


3455622 3455586 76 111 


gi 


3704860 3704828 14 46 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3706379 3706347 14 46 gi 
C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
3707897 3707865 14 46 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3709416 3709384 14 46 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
263719 263696 13 36 gi 
n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
696112 696081 14 45 gi 
mal RNA, partial sequence 

les; Opitutaceae; Opitutus. 
3310507 3310472 77 111 
ibosomal RNA, partial sequence 


gi 


3864387 3864354 13 46 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Rikenellacea 
286360 286326 9 43 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


lasmataceae; Mycoplasma. 


3798661 38001 


692571 69404 


2559665 25611 


16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
658878 Bacteria_16S 
fusiformis strain 
Bacteria; Verruco 
658878 Bacteria_16S 
debontii strain F 
Bacteria; Verruco 
658878 Bacteria_16S 
vanneervenii stra 
Bacteria; Verruco 
658878 Bacteria_16S 


vobacteria 


695588 697067 Opitu 


3310081 33114 
ococcineae 


e; Alistip 


285875 28729 


3756485 3757942 Mycop 


219846363 


265678973 
ce 13354 
ales; Micr 


265678844 
ce 32386 
ae; Prevot 
265678843 

32539 
ae; Prevot 
265678587 


nctomyceta 
219878475 
quence 

tinomyceta 


219857337 
ae; Aminob 
219846674 
uence 

errucomicr 


219846606 


ococcineae 
219846433 
ce 37043 
robiales; 
219846432 
37058 
robiales; 
219846431 
ence 37073 
robiales; 
219846430 
e 37089 
robiales; 
265678884 
sequence 


265678585 


219846713 


v 


219846319|ref 


38638 


265678869 


3859768 3859734 9 43 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


219846322 


, 


ref 


ref 


6 135015 Arthr 
ococ 


ref 


9 325347 Prevo 
ella 


ref 


8 326875 Prevo 
ella 


ref 


ref 


1602772 16042 
les; 


ref 


ref 


ref 


ref 


51 3705819 Prost 
Verr 


ref 


70 3707337 Prost 
Verr 


ref 


88 3708856 Prost 
Verr 


ref 


07 3710374 Prost 
Verr 


ref 


263191 26467 
les; 


ref 


tus 


ref 


52 3865319 Alist 
es. 


ref 


lasma alvi Bact 


ref 


3363492 336498 
obia 


NR_025954.1 


NR_029281.1 
° 
cineae; Micr 
NR_029149.1 
t 
NR_029148.1 
t 


NR_028892.1 
; Isosphaera 
NR_025614.1 
6 
Micrococcin 
NR_024925.1 


rium. 
NR_026266.1 


les; Verruco 


NR_026198.1 


crococcaceae 
NR_026024.1 


ucomicrobiac 
NR_026023.1 
h 
ucomicrobiac 
NR_026022.1 
h 
ucomicrobiac 
NR_026021.1 
h 
ucomicrobiac 
NR_029190.1 
4 
Flavobacter 
NR_028890.1 
terrae Bacte 


NR_026305.1 
goriellaceae 
NR_025909.1 
i 


NR_029175.1 


e 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Prevotella disiens 
ella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
ceae 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 
acte 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Arthrobacter agilis 


68 Arthrobacter agilis Bacteria; 
Mi 


; Arthrobacter. 
Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Psychroserpens 
Psychroserpens 
iaceae; Psychroserpens. 
Opitutus terrae strain 
ria; Verrucomicrobia; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 
Bo 


; Georgenia. 


Alistipes putredinis 
pes putredinis Bacteria; 


Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Mycoplasma genitalium 
asma genitalium 


Mycoplasma alvi strain 
ria; Tenericutes; 


NR_025912.1 


Mycoplasma imitans 


3859256 3860694 Mycoplasma imitans Bacteria; 


658878 Bacteria_16S 
strain NCIMB 8628 
Bacteroidetes; 
658878 Bacteria_16S 


Bacteroidetes; 
658878 Bacteria_16S 
strain SH 106 16S 


658878 Bacteria_16S 


CMS 81 16S ribosomal RNA, 
Actino: 


Actinobacteridae; 
658878 Bacteria_16S 


CMS 76r 16S ribosomal RN. 
Actino: 


Actinobacteridae; 
658878 Bacteria_16S 


pacificum DSM 12653 16S ribosomal RNA, partial sequence 
Thermoanaer 


DSM 12653 Bacteria; 
Carboxydibrachium. 
658878 Bacteria_16S 


ferrooxidans strain L15 16S ribosomal RNA, partial sequ 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; L 


658878 Bacteria_16S 


islandicus strain Rlha3 16S ribosomal RNA, partial sequ 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; T 


658878 Bacteria_16S 


riboso 


3978864 3978827 9 


Sphingobacteria; 


4013154 4013120 13 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 40140 
Flavobacteriales; 
216542 216501 17 


Flavobacteria; 


1136903 1136866 75 


complete sequence 
mycetales; Micrococcineae; Micr 


1138454 1138417 75 


1194537 1194501 10 


Firmicutes; 


1432034 1432005 17 


3287663 3287634 17 


74751 


74719 14 


Clostridia; 


46 


46 


58 


mal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Pla 


111 


gi 


16S ribosomal RNA, partial sequence 
Sphingobacteriales; Flexibacterac 


gi 


Flavoba 


gi 


gi 


219846239 
39784 


219846214 


265678918 


216053 21755 


nctomyceta 
253680765 


1136447 1137959 Leifs 


111 


47 


46 


46 


46 


gi 


gi 


gi 


gi 


gi 


phaeovibrioides strain 2631 16S ribosomal RNA, partial 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobi 


Chlorobium. 
658878 Bacteria_16S 


thiosulfatiphilum strain 6230 16S ribosomal RNA, partia 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chloro 


658878 Bacteria_16S 


vibrioformis Bacteria; 
658878 Fungi_16S 


strain IFM 10084 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 
658878 Fungi_16S 


strain YZ-96 16S ribosomal RNA, partial sequence 


Actinobacteria; 
658878 Fungi_16S 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 
658878 Fungi_16S 


76126 


76070 14 


294025 293993 14 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 


Chlorobi; 


5122 


6678 


8180 


515 


5011 1 


6567 1 


8069 1 


404 aL 


Chlorobia; 


70 


46 


Chlorobiale 


111 


ab My 


111 


111 


gi 


gi 


gi 


gi 


6163 
Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


658878 Fungi_16S 


strain IFM 0784 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 
658878 Fungi_16S 


strain IFM 0575 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 
658878 Fungi_16S 
yamanashiensis 
yamanashiensis 
Nocardiaceae; 

658878 Fungi_16S 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


2024 


3562 


11147 


9666 


1913 1 


3451 1 


11036 1 


9587 1 


111 


111 


111 


80 


gi 


gi 


gi 


strain IFM 0265 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacterid 
Nocardia. 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


658878 Archaea_16S 
vulcanius strain 
Archaea; 
658878 Archaea_16S 


34282 


28452 


34260 14 


28431 14 


36 


35 


gi 


M7 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanococci; Methanococcales; 


gi 


indicus strain SL43 16S ribosomal RNA, partial sequence 


Archaea; 
658878 Archaea_16S 


35743 


35722 14 


35 


Euryarchaeota; Methanococci; Methanococcales; 


gi 


formicicus strain Mc-S-70 16S ribosomal RNA, partial se 
formicicus Archaea; Euryarchaeota; Methanococci; Methan 
212276 212255 14 
vannielii strain SB 16S ribosomal RNA, partial sequence 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 


658878 Archaea_16S 


35 


obacteriac 
253680764 


A, complete sequence 1138010 1139535 Leifs 
mycetales; Micrococcineae; Micr 


obacteriac 

228715634 
11940 

obacterale 


224581434 
ence 14315 
eptospiril 
219846729 
ence 32871 
hermodesul 
265679014 
sequence 

ales; Chlo 


265679013 
1 sequence 
biales; Ch 
265678864 


S; 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
219857175 
al sequenc 
ae; Actino 


219857197 
10588 
nebacterin 
265678399 
33808 
Methanocal 
265678557 
27994 
Methanocal 
265678344 
quence 
ococcales; 


gi 


cteriaceae 


Chlorob 


ref 
eae; 
ref 
ref 
ceae 
ref 
onia 
eae; 
ref 
onia 
eae; 
ref 
s; T 


ref 


lum. 
ref 


fovi 
ref 


robi 


ref 


loro 
ref 


iace 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


myce 


ref 


eae; 
ref 


doco 
ref 


doco 
ref 


Met 


219846128 


ref 


79 Winogradskyel 
; Winogradskyell 


29 1195514 Carbox 


17 1433000 Leptos 


91 3288591 Thermo 


74295 


75652 


293547 295005 


e 10639 


35231 


29402 


35282 


NR_025829.1 


Cytophaga. 
NR_025804.1 


NR_029226.1 


; Blastopire 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_027536.1 


hermoanaerob 


NR_027216.1 


NR_026321.1 


brio. 
NR_029322.1 
75601 
aceae; Chlor 
NR_029321.1 
77039 
biaceae; Chl 
NR_029170.1 


ae; Prosthec 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_024803.1 
12137 
tales; Coryn 
NR_024825.1 


Nocardiacea 
NR_028701.1 
Methan 
ccaceae; Met 
NR_028861.1 
Methan 
ccaceae; Met 
NR_028646.1 
36655 

hanocaldococ 


Cytophaga aurantiaca 


37 3979693 Cytophaga aurantiaca Bacteria; 


Winogradskyella eximia 


la eximia Bacteria; 


a. 
Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Leptospirillum 
pirillum ferrooxidans 


Thermodesulfovibrio 
desulfovibrio islandicus 


Chlorobium 
Chlorobium 
obium/Pelodictyon group; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Prosthecochloris 
Prosthecochloris 
ochloris. 

Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Methanocaldococcus 
ocaldococcus vulcanius 
hanocaldococcus. 
Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 
Methanotorris 
Methanotorris 
caceae; Methanotorris. 


NR_025718.1 


Methanococcus 


211889 213145 Methanococcus vannielii 


659734 Bacteria_ 


taiwanensis strai 
Proteob 


Bacteria; 
659734 Bacteria_ 


strain DLE411J 16 
G 


Proteobacteria; 
659734 Bacteria_ 


strain CTCBS1 16S 
G 


Proteobacteria; 
659734 Bacteria_ 


stenotrophicus st 
stenotrophicus Ba 


Thalassobacter. 
659734 Bacteria_ 


strain NCTC 83785 
Proteob 


Bacteria; 
659734 Bacteria_ 


CFN 42 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
659734 Bacteria_16S 
strain 173-96 16S 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
659734 Bacteria_16S 
ludipueritiae str 
ludipueritiae Bac 


Roseomonas. 


659734 Bacteria_16S 


hassiacum strain 
Bacteria; 


Bacteria; 


strain DSS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
659734 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


659734 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


659734 Bacteria_16S 


diazotrophicus st 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter 


659734 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


659734 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


659734 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


659734 Bacteria_16S 


hansenii strain N 
hansenii Bacteria 


Gluconacetobacter. 
659734 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 


Gluconacetobacter. 
659734 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 


Acetobacter subgen. 


Proteob 
659734 Bacteria_16S 
entanii strain LT 
Proteob 
659734 Bacteria_16S 


16S 391948 392010 35 97 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
16S 471915 471977 35 97 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 45263 45323 35 95 gi 
ribosomal RNA, complete sequence 4380 
ammaproteobacteria; Oceanospirillales; 
16S 1445272 1445340 27 95 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 
16S 3628261 3628321 35 95 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
16S 273638 273697 36 95 gi 


Rhizobi 
gi 


ia; Rhizobiales; Rhizobiaceae; 
560708 560767 36 95 


ribosomal RNA, partial sequence 


562239 562298 32 91 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


593829 593888 36 95 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
668207 668266 36 95 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
930774 930833 36 95 gi 
ribosomal RNA, partial sequence 


ne 


1058026 1058085 36 95 gi 
ain Klemme Rb 16S ribosomal RNA, parti 


teria; Proteobacteria; Alphaproteobacter 


1144019 1144078 36 95 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


qu 
ri 


1354359 1354418 36 95 gi 
rain PAl 5 16S ribosomal RNA, partial se 


3004419 3004478 36 95 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3119101 3119160 36 95 gi 
n TF2 16S ribosomal RNA, complete sequen 
acteria; Alphaproteobacteria; Rhodospiri 
3419308 3419367 36 95 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


nc 
baa 


qu 


v 


3554075 3554134 36 95 gi 
CIB 8746 16S ribosomal RNA, partial se 


; Proteobacteria; Alphaproteobacteria; 


qu 
R 


3555608 3555667 36 95 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1 
ri 


3570733 3570792 36 95 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
Acetobacter. 


eq 
ri 


659734 Bacteria_16S 


ce 
riales; 
265678737 
470446 47199 
seudomonad 
265679034 
45323 
Halomonad 
224581424 
sequence 

teria; 


les; 


ce 


265678794 
39048 
Bu 


5 


219846487 
36267 
Neiss 
265678878 
272240 273697 Rhizobium etli Bacte 
um/Agrobac 
265678679 
559287 56077 
Acetobacte 
265678678 
sequence 

eria; 


265678657 
59240 
Sphingomonadales; 
265678604 
66678 
rillales; 
265678425 
929371 93083 
hodobacter 
265678339 
al sequenc 
Rhiz 


e 


ia; 


253680761 


ence 
a; 


228720330 


quence 


teobacteri 


219846921 
30029 


e 
llales; 


219846843 
ce 31176 


llales; 


219846632 


ence 


219846541 


ence 


219846540 
sequence 
Rhodo 


a; 


219846529 


uence 
llales; 


3575279 3575338 36 95 gi 


219846526 


Rho 


Rhodospi 


Rhodo 


Rhodospi 


hodospiri 


ref|NR_029099.1 
2 392023 Chiti 
rkholderiaceae; 
ref |NR_029042.1 


acea 
ref 


e; Pseudomo 
NR_029342.1 


aceae; Carnimon 
ref|NR_027205.1 

1443876 14453 
dobacterales; R 


ref|NR_026079.1 
80 3628323 Neiss 
eriaceae; Neiss 
ref|NR_029184.1 


teri 
ref 


um group; 
NR_028984.1 


raceae; Roseomo 
ref |NR_028983.1 
560822 562307 


ref |NR_028962.1 
8 593892 Novos 
Sphingomonadace 
ref|NR_028909.1 
6 668269 Gluco 
Acetobacteracea 
ref|NR_028727.1 


aceae; Ruegeria 
ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref|NR_028009.1 
1142608 114408 
bacterales; Rho 


ref|NR_027591.1 

1352934 135441 
a; Rhodospirilla 
ref |NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026224.1 

3417892 341936 
rillales; Acetob 


illales 


NR_026121.1 
3569313 357079 
Acetobacteracea 


n 


4 
h 


e 
e 


xr 
Rh 


rillales; Ac 


Pp 
a 


n 
e 


e: 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 
n 


as. 
Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 
a 


s. 
Thalassobacter 

0 Thalassobacter 

odobacteraceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Roseomonas rosea 


1 Roseomonas rosea Bacteria; 
n 


as. 

Roseomonas 
Roseomonas 
etobacteraceae; 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Gluconacetobacter 
acetobacter entanii 
; Gluconacetobacter. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Pannonibacter 
2 Pannonibacter 


dobacteraceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Gluconobacter 

7 Gluconobacter 
acteraceae; 


, 


v 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 


; Acetobacter; 


ref|NR_026118.1 


Gluconobacter oxydans 


strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 


659734 Bacteria_16S 
pasteurianus stra 
pasteurianus Bact 


Acetobacter. 


659734 Bacteria_16S 
longreachensis strain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; 
Desulfovibrio. 
659734 Bacteria_16S 


3592089 3592148 36 95 gi 


11804 11862 39 97 


gi 
Proteobacteria; 
200463 200521 37 


95 gi 


in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


complet 
Deltaproteobacteria; 


21984651 


26567905 


26567893 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 


acetylenicus Bacteria; 


Pelobacter. 


659734 Bacteria_16S 
asymbiotica subsp. 


659734 Bacteria_16S 
kalixensis strain 
kalixensis Bacteria; 


Proteobacteria; 


401152 401214 35 97 gi 


Photorhabdus. 
724141 724202 35 96 gi 
laumondii strain TTO1 16S ribosomal 


Enterobacteriaceae; 


Deltaproteobacteria; 


26567878 


australis strain 9802892 16S ribosomal RNA, partial sequence 

Photorhabdus asymbiotica subsp. 
Enterobacteriales; 
659734 Bacteria_16S 
luminescens subsp. 

Photorhabdus luminescens subsp. 
Enterobacteriales; 
659734 Bacteria_16S 


26567856 


sequence 


e sequence 
Desulfovibrionales; 


RNA, partial sequence 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


5|ref£f|NR_026107.1| Acetobacter 
3590670 3592148 Acetobacter 


Rhodospirillales; Acetobacteraceae; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


6|ref|NR_029364.1 
10342 11910 


Pelobacter 
Pelobacter 


0|ref|NR_029238.1 
198985 200521 


Desulfuromonadales; Pelobacteraceae; 


8|ref Photorhabdus 


399669 401215 


NR_029093.1 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


6|ref|NR_028870.1| Photorhabdus 


722663 724202 


Enterobacteriaceae; Photorhabdus. 

125811 125867 39 95 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

415215 415275 35 95 gi| 265678778 |ref|NR_029083.1| Lactobacillus 

Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
663587 663647 35 95 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 


659734 Bacteria_16S 
strain 279-56 16S 
Proteobacteria; 

cloacae complex. 
659734 Bacteria_16S 
strain IMT37 16S 
Proteobacteria; 

659734 Bacteria_16S 
strain E7107 16S 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
659734 Bacteria_16S 
alaskensis strain 


Bacteria; 


subsp. 
subsp. 
Roseomonas. 


659734 Bacteria_16S 
strain MDA5527 16 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
659734 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
659734 Bacteria_16S 
strain SH 106 16S 
Planctomycetes; 
659734 Bacteria_16S 
40M4T 16S ribosomal RNA, 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
659734 Bacteria_16S 
strain XINach 16S 
Proteobacteria; 
659734 Bacteria_16S 
thermopalmarium s 
thermopalmarium Bacteria; 
659734 Bacteria_16S 
amylolyticus strain LA 5 16S ribosomal RNA, partial seq 
amylolyticus Bacteria; 
659734 Bacteria_16S 
saerimneri strain 
saerimneri Bacter 
659734 Bacteria_16S 
strain 289 16S ri 
Proteobacteria; 
659734 Bacteria_16S 
strain OK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Pseudomonadales; P 


Proteobacteria; Deltaproteobacteria; Desulfov 
659734 Bacteria_16S 
rosea strain MDA5605 16S ribosomal RNA, partial 
rosea Bacteria; Proteobacteria; Alphaproteobacte 


Planctomycetacia; Planctomycetales; Pla 


Gammaproteobacteria; Enterobacteriales; 


ribosomal RNA, partial sequence 


822509 822569 35 95 
ribosomal RNA, partial sequence 


gi 


447540 447599 32 91 
ribosomal RNA, partial sequence 


gi 


51374 51432 39 97 
All 16S ribosomal RNA, 


gi 
complete seque 
432087 432145 36 94 gi 


742468 742526 36 94 
S ribosomal RNA, partial sequence 


gi 


933934 933992 39 97 
HO 66 16S ribosomal RNA, complete seq 
Firmicutes; Lactobacillales; Lacto 

217504 217553 46 95 gi 
ribosomal RNA, partial sequence 


gi 


645661 645722 35 96 
complete sequence 


gi 


722555 722612 35 92 
ribosomal RNA, partial sequence 


gi 


3584322 3584383 34 95 gi 
train BVP 16S ribosomal RNA, partial s 
Firmicutes; Clostridia; Clost 
30252 30312 35 95 gi 


Firmicutes; Lactobacillales; 
412015 412071 39 95 


Lac 
gi 
ia; Firmicutes; Lactobacillales; 
616684 616744 35 95 
bosomal RNA, complete sequence 


gi 


662137 663647 Enterobacter 
Enterobacteriaceae; 


26567849 
26567875 
26567903 
nce 
26567876 
sequence 
ria; 
26567855 
26567842 
uence 


26567891 


26567862 


644174 645732 Vibrio lentus Bacteria; 


equence 
ridiales; 


uence 


1010793 1010853 35 95 gi 


49907 
ibrionales; 


bacillaceae; Lactobacillus. 


265678567 
721087 722612 Photorhabdus temperata Bacteria; 
Enterobacteriaceae; 
219846520 


265679044 


tobacillaceae; 
265678780 
GDA154 16S ribosomal RNA, partial sequence 
Lactobacillaceae; Lactobacillu 
265678641 
615203 616744 Vibrio agarivorans Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
265678371 
1009316 1010853 Shewanella algae Bacteria; 
Shewanellaceae; 


cloacae Bacteria; 
Enterobacter; Enterobacter 
8|ref 


NR_028801.1| Pseudomonas indica 


821061 822569 Pseudomonas indica Bacteria; 
seudomonadaceae; 


Pseudomonas. 


7|xef|NR_029062.1| Roseomonas cervicalis 


446125 447603 Roseomonas cervicalis Bacteria; 
Acetobacteraceae; 


Roseomonas. 

0|ref|NR_029338.1| Desulfovibrio 

51436 Desulfovibrio alaskensis 
Desulfovibrionaceae; Desulfovibrio. 
7|xref|NR_029072.1| Roseomonas gilardii 
430661 432145 Roseomonas gilardii 


Rhodospirillales; Acetobacteraceae; 


3|ref|NR_028857.1| Roseomonas mucosa 


741046 742527 Roseomonas mucosa Bacteria; 
Acetobacteraceae; 


Roseomonas. 

3|ref|NR_028725.1| Lactobacillus 
932436 934005 Lactobacillus 
8|ref 


NR_029226.1| Blastopirellula marina 


216053 217555 Blastopirellula marina Bacteria; 
nctomycetaceae; 


Blastopirellula. 
NR_028926.1| Vibrio lentus strain 
Proteobacteria; 


1|ref 


ref|NR_028871.1| Photorhabdus temperata 
Photorhabdus. 
ref|NR_026112.1| Clostridium 


3582883 3584385 Clostridium 


Clostridiaceae; Clostridium. 
ref |NR_029352.1| Lactobacillus 
28769 30312 Lactobacillus 
Lactobacillus. 
ref|NR_029085.1| Lactobacillus 
410506 412073 Lactobacillus 


n 


ref|NR_028946.1| Vibrio agarivorans 
Vibrio. 
ref |NR_028673.1 


Shewanella algae 


Shewanella. 


ACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGA 
CCTTGCGCTATCGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTYACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCG 
GGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCG 
GGTTGTAAAGCACTTTCAGTGGGGAAGAAAGCCTTGGGGY TAATACCCTCGAGGAAGGACATCACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGG 
CATCCGGAACTGTCAGGCTATAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAATGGCGAAGGCGGCCTT 
CTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAACCGTTGGGTCCTTC 
GCGGACTTTGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCATGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCGTGCGAACTTTCCAGAGATGGATGGGTGCCTTCGGGAACGCACAGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTGCAATGGTCGGTACAAAGGGTTGCCAGC 
TCGCGAGAGTGCGCTAATCCCAGAAAGCCGATCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCA 
CGGTGAATACGTTCCCGGGCCTTGCACACACCGCCCGTATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTACGGAGAGTT 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGG 
GAATCTGCCCTGAACTCTGGGACAAGCCTTGGAAACGAGGTCTAATACCGGATACGACCTTCTCCCGCATGGGGTTGGTGGAAAGCTCCGGCGTTCAGGATGATC 
CCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGTAAACCTCTTTCAGCA 
GGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGC 
GTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTGGAGTGTGGTAGGGGAGATCGG 
AATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAACGTGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCC 
TGGGAGTACGGCCGCAACGTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGACGATGTGGCTTAATTCGACGCAACGCAAGAACCTTACCAAGGCT 
TGACATACACCGGAAACGCTCAGAGATGGGCGCCCCCTTGTGGTCGGTCTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCGAGTAATGTCGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCAT 
CATGCCCCTTATGTTTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGAT 
TGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTACACGT 
CACGAAAGTCGGTAACACCCGAACGCGGTGGCCTAACCCGTAAGGGGAGGAGCCGTCGAAGGTGGGACCAGCGTATGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTCGAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTGCGA 
GAAAGGGGGCTTCGGTCCCTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATCATCTGCCCAAATGTTCGGNATAACGGCGGGAAACTGCCGCTAATACCGC 
ATACGCTTCAATTTCGGTTGAAGGAAAGGCGGCCTCTGCTTGGAAGCTGTCGCATTTGGATGAGTCCGCGTCCCATTAGCTTGTTGGTGGGGTAACGGCCTACCA 
AGGCTACGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTTGAACTGAAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGG 
GGAAACCCTGACGCAGCGACGCCGTGTGAGGGAAGAAGGCTTTCGGGTCGTAAACCTCTGTCGGGAAGGAAGAACCTCCCGGGTCCGAATAGGGCTCGGGACTGA 
CGGTACTTCCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGNGTAAAGCGCGCGTAGGCG 
GCCTTTTAAGTCGGACGTGAAAGCCCTCGGCTCAACCGGGGAATTGCGTTCGAAACTGGGAGGCTTGAGTCCTGGAGAGGGTGGCGGAATTCCGGNTGTAGGAGT 
GAAATCCGTAGATATCCGGGGGAACACCGTTGTCGAAGGGGCCCACCTGGACAGGTACTGACNCTGAGGCGCGAAAGCGTGGGGAGCACACAGGATTAGATACCC 
TGTTAGACCACCCCGTAAACGATGGATACTAGGTGTCGGGGAGCGATCTTCGGTGCCGCAGNTAACGCATTAANCATCCCCCCTGGGGAGTACGGTCGCAAGACT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATACAACGCGAAGAACCTTACCTGGGTTTGACATCCCGCGAATCCTC 
CCGAAACGGAGGAGTGCCCTTCGGGGAGCGCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCCTTAGTTGNCAGCGAGTAATGTCGGGCACTCTAGGGAGACCGCCTCGGTCAACGGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGTCCTTATGCC 
CAGGGCTACACACGTACTACAATGGCGGGTACAATGGGCCGCGAGACCNCAAGGTGGAGCCAATCCCAAAAAACCCGTCCCAGTCCGGATCGGGGTCTGCAACTC 
GACCCCGTGAAGTCGGAATCGCTAGTAATCGGAGATCAGCATGCTCCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCACACCACGAAAGTCGGTTCT 
ACCCAAAACCGTCAGGCTAACCTTCGGGAGGCAGACGTCTACGGTAGGGCTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGGTGGAT 
CACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAA 
TACATGCAAGTCGAACGGACAAGTAAGAGCTTGCTCTTATGAGTTAGTGGCGCACGGGTGAGTAATGTATAGTTAATCTGCCCTATGCTGGAGGACAACAGTTAG 
AAATGACTGCTAATACTCCATACTCCTTCTTAACACAAGTTAAGTTGGGAAAGTTTTTTCGGCATAGGATGAGACTATATTGTATCAGCTAGTTGGTGAGGTAAT 
GGCTCACCAAGGCTATGACGCATAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTG 
CTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGACACTTTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAAATTTGACGGTACCTAAGGAATA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAAGTCTITT 
GTGAAATCTAATGGCTCAACCATTAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATC 
ACCAGGAATACCCATTGCGAAGGCGATCTGCTAGAACTCAACTGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCT 
AAACGATGTATACTAGTTGTTGCTGTGCTAGTCATGGCAGTAATGCACCTAACGGATTAAGTATACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 
ATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAAGAACCTTACCTGGGCTTGATATCCTAAGAACCTCTTAGAGATAAGAGG 
GTGCTAGCTTGCTAGAACTTAGAGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTATTTAG 
TTGCTAACAGTTTGGCTGAGCACTCTAAATATACTGCCTTCGTAAGGAGGAGGAAGGTGTGGACGACGTCAAGTCATCATGGCCCTTATGCCCAGGGCGACACAC 
GTGCTACAATGGCATATACAATGAGACGCAATATCGCGAGATGGAGCAAATCTATAAAATATGTCCCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGCC 
GGAATCGCTAGTAATCGTAGATCAGCCATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACTCGAAGTCGGA 
ATGCTAAACTAGCTACCGCCCACAGTGGAATCAGCGACTGGGGTGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNGGCTTAGAGTTTGATCCTGGTTCAGATTGAATGCTGGACGGCGTGGATGAGGCATGCAAGTCGAACGAAGTGTGCTCTTGAGTGCAACTTAGTGGCGGAAGGG 
TTAGTAATACATGGGTAATCTACCTTTAACTCTGGGATAACGGTTGGAAAACGACCGCTAATACCGGATATGGTGCTAGAGAGGATCTTTTTAGCATTAAAGTGG 
GGGATTGGGCGACCGACCTTACGGTTAAAGAAGGGCCCACGGGATATCAGCTAGTTGGTGAAGTAAAGGCTCACCAAGGCTAAGACGTCTAGGCGAGTTGAGAGA 
TTGACCGCCAACACTGGGACCGAGACGCTGCCCAGACTCCTACGGGAGGCTGCAGTCAAAAATCTTTCGCAATGGGCGAAAGCCTGACAAACCGACGCCGTGTGA 
ATGAAGAAGGCCCTTGGGTCGTGAATTTCTTTCGCATGGGAACAAGAGAAGGATGCTAATATCATCTGGATTTGAGCGTACCTTGTAAAGAAGCACCGGCTAACT 
CCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCGAGCATTAATCGGATTTATTGGGCGTAAAGGGGGCGTAGGCTGGAATATAATTCAGCCGTGAAATCCCGGGG 
CTCAACCCCGGAACTGCGTTTGAAACTATATTTCTAGAGGCAAGGCGGAGAAAACGGAATTCCCCATGTTGCCGGTGAAAATGCGTAGATATTTGGAAAAACACC 
AGTGGCGAAGGCGGTTTTCTAGCTTTGACCTGACGCTGATGCCCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCTAGCCGTAAACGATGCATA 
CTTGGTGTAGCCGGACTCAACCCTGGCTGTGCCGTAGCTAACGCGTTAAGTATGCCGCCTGGGGAGTACGCCCGCAAGGGTAAAACTCAAAAGAATTGACGGGGA 
CCCGCACAAGCAGTGGGGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACATGACGGCTCTAGAGATAGAGTATTCCTTCGGG 
ACATATATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTGCCAGCATTTAGGA 
TGGGAACTCTAACGAGACTGCCTGGGTTAACCAGGAGGAAGGTGAGGATGACGTCAAGTCCGCATGGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGCAG 
GTACAGAAGGCAGCGAAACCGCGAGGTCAAGCAAATCCTACGAAGCCTGGCCCGGTTCGGATTGGAATCTGCAACTCGGCTCCATGAAGTTGGAATTGCTAGTAA 
TGGCGTGTCAGCAATAACGCCGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCTCATCATGGGAGTTGGTTTCACCCGAAGTCGCTGACTTAACCGCAAG 
GGAAGAGGTGCCGAAGGTGAGGCTGATGACTGGGATGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTANNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGCTTAATACATGCAAGTCGAGCGGGAAGGTGGTGTTCGGACTGCTTGAGAGCGGCGCACGGGTGAGTA 


659734 Bacteria_16S 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica 
Gammaproteobacteria; Alteromonadales; F 


Proteobacteria; 
659734 Bacteria_16S 


cellulovorans strain 743B 16S ribosomal RNA, partial sequence 
cellulovorans 743B Bacteria; 


659734 Bacteria_16S 
strain HQgoel 16S 
Proteobacteria; 
659734 Bacteria_16S 


Proteobacteria; 
659734 Bacteria_16S 


1343739 1343799 35 


1357431 1357487 39 


95 


95 


gi 


gi 


228721107 


228720131 


errimonadaceae; 


ref |NR_027602.1 


ref|NR_027589.1 
1356004 135748 


Ferrimonas. 


Ferrimonas balearica 
DSM 9799 Bacteria; 


Clostridium 
9 Clostridium 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
113533 113588 40 95 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 
115132 115187 40 95 gi| 265678986 |ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 
449076 449131 36 91 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
447654 449135 Roseomonas gilardii Bacteria; 


strain 5424 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


659734 Bacteria_16S 


493483 493534 35 


86 


strain R65 16S ribosomal RNA, partial sequence 


Proteobacteria; 
659734 Bacteria_16S 


valvarum strain MDA3079 16S ribosomal RNA, partial sequence 75371 
Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


Bacteria; 
659734 Bacteria_16S 
chacoense strain 
Bacteria; 
659734 Bacteria_16S 


acetivorans strain A63 16S ribosomal RNA, partial sequence 


Bacteria; 
659734 Bacteria_16S 


755151 755210 35 


1890400 1890451 36 


3589012 3589067 40 


17979 


18029 45 


94 


87 


95 


95 


strain L532 16S ribosomal RNA, partial sequence 


Firmicutes; 
659734 Bacteria_16S 


strain KPA 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
659734 Bacteria_16S 
sanfranciscensis 
sanfranciscensis 
659734 Bacteria_16S 


limnophilus strain Mu 290 16S ribosomal RNA, 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; 


Planctomyces. 
659734 Bacteria_16S 
gastricus strain 
gastricus Bacteria; 
659734 Bacteria_16S 


versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 
versmoldensis Bacteria; 


659734 Bacteria_16S 
mindensis strain 
mindensis Bacteria; 
659734 Bacteria_16S 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 
chartatabidum Bacteria; 


659734 Bacteria_16S 
strain Illinois 1 


659734 Bacteria_16S 


strain R-10 16S ribosomal RNA, 
Sphingobacteria; 


Bacteroidetes; 
659734 Bacteria_16S 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequen 
mariniglutinosa Bacteria; 


Pseudoalteromonas. 
659734 Bacteria_16S 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; 


659734 Bacteria_16S 


Lactobacillales; 


Bacteria; 


95162 95212 45 


165385 165435 45 


Firmicutes; 
219082 219131 46 


413621 413671 45 


Kx156A7 16S ribosomal RNA, 
Firmicutes; 


551599 551649 45 


Firmicutes; 
612025 612075 45 


TMW 1.80 16S ribosomal RNA, 
Firmicutes; 


198832 198885 39 


Firmicutes; 
307076 307137 34 


133433 133493 34 


548404 548458 35 
Proteobacteria; 


824086 824148 35 


65056 65117 34 


seropedicae strain Z67 16S ribosomal RNA, 


Bacteria; 
659734 Bacteria_16S 


308660 308721 34 


Lactobacillaceae; 


95 


complete sequence 
Lactobacillaceae; 


95 


95 


95 


Lactobacillales; 


95 


Lactobacillales; 


95 


Lactobacillales; 


92 


Clostridia; 


95 


94 


complete sequence 
Sphingobacteriales; Rhodothermace 


89 


Gammaproteobacteria; Al 


97 


95 


complete sequence 63592 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


95 


gi 


492024 49353 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


gi 


gi 


PR5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


gi 


Proteobacteria; Deltaproteobacteria; Desulfurellales; 


gi 


16478 
Lactobacillus. 


gi 


93645 
Lactobacillus. 


gi 


strain L-12 16S ribosomal RNA, partial 
Lactobacillales; 


gi 


complete sequence 


gi 


complete sequence 
Lactobacillaceae 


gi 


gi 


complete sequence 
Lactobacillaceae 


gi 


Clostridiales; 


gi 


6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 


gi 


gi 


gi 


gi 


gi 


Lactobacilla 


131953 13349 


265678723 


265678543 


219878272 
18889 
Phyll 
219846517 
35875 


265679052 
18031 


265679000 
95214 


265678953 
sequence 
Lactobaci 

265678917 
Planctomy 


265678779 


265678685 


265678644 


265678931 
cl 
265678856 


265678974 


265678687 


265678497 
sequence 
Burkhol 
265679021 


Ox 
265678855 


Acetobacteraceae; 


Desulfurellaceae; 


ref |NR_029028.1 
5 Marinobacter 
Marinobac 
ref |NR_028847.1 
Cardiobacteriac 
ref|NR_025411.1 


obacteriaceae; 
ref|NR_026109.1 
07 3589069 Desulf 


ref|NR_029360.1 
Lactobacillus 


ref|NR_029308.1 
Lactobacillus 


ref|NR_029261.1 
163866 165437 
llaceae; Lactoba 
ref|NR_029225.1 
217606 219133 
cetales; Plancto 


ref |NR_029084.1 

412124 413673 
; Lactobacillus. 
ref |NR_028990.1 

550095 551652 
ceae; Lactobacil 
ref |NR_028949.1 
10536 612079 
; Lactobacillus. 
ref |NR_029239.1 

197405 198934 
ostridiaceae; Cl 
ref|NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_029282.1 


a 


ae; Rhodothermus 
ref |NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref|NR_028800.1 
822620 824161 
deriales; Burkho 
ref |NR_029329.1 
65117 Herbas 
alobacteraceae; 


Roseomonas. 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Cardiobacterium 


9 755211 Cardiobacterium valvarum 


eae; Cardiobacterium. 
Mesorhizobium 


88 1890453 Mesorhizobium chacoense 
Mesorhizobium. 


Desulfurella 

urella acetivorans 
Desulfurella. 
Lactobacillus perolens 

perolens Bacteria; 


Lactobacillus lindneri 
lindneri Bacteria; 


Lactobacillus 
Lactobacillus 
cillus. 
Planctomyces 
Planctomyces 
mycetaceae; 


Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 
lus. 

Lactobacillus 
Lactobacillus 


Clostridium 
Clostridium 

ostridium. 
Neorickettsia risticii 
risticii Bacteria; 

By 

Rhodothermus marinus 


5 Rhodothermus marinus Bacteria; 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Comamonas testosteroni 


ref|NR_029161.1 


strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


659734 Bacteria_16S 
strain K11 16S ribosomal RNA, partial sequence 
Proteobacteria; 
659734 Bacteria_16S 
strain Al 16S ribosomal RNA, partial sequence 
Proteobacteria; 
659734 Bacteria_16S 
strain BSB411 16S 
Proteobacteria; 
659734 Bacteria_16S 
strain Feox-1 16S 
Proteobacteria; 
659734 Bacteria_16S 
strain Anox B 16S 
Proteobacteria; 
659734 Bacteria_16S 
strain KB740 16S 
Proteobacteria; 

659734 Bacteria_16S 
strain C4D1M 16S 
Proteobacteria; 

659734 Bacteria_16S 
phenazinium strain A 1 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholde 
659734 Bacteria_16S 
strain 717 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Bacteria; 


complex. 


659734 Bacteria_16S 
warmboldiae strain NSW 326 
warmboldiae Bacteria; 
Buttiauxella. 
659734 Bacteria_16S 
strain CFBP 4188 
Proteobacteria; 
659734 Bacteria_16S 
sulfidophilum strain BR4 16S ribosomal RNA, 
sulfidophilum Bacteria; 
659734 Bacteria_16S 
strain DSM 12081 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
659734 Bacteria_16S 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 23896 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
659734 Bacteria_16S 
strain MSB-8 16S ribosomal RNA, 
Thermotogales; 
659734 Bacteria_16S 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 50125 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
659734 Bacteria_16S 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partia 
Prochlorococcus marinus subsp. pastoris Bacteria; 
Prochlorococcaceae; 
659734 Bacteria_16S 
roseosalivarius strain AA718 16S ribosomal RNA, partial 
roseosalivarius Bacteria; 
Hymenobacter. 
659734 Bacteria_16S 
putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; 
659734 Bacteria_16S 
vestfoldensis strain R-9477 16S ribosomal RNA, partial 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobact 


Thermotogae; 


Loktanella. 


659734 Bacteria_16S 
cangkringensis strain D13P3 16S ribosomal RNA, partial 
cangkringensis Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; 
659734 Bacteria_16S 


534696 534757 34 95 gi 


759767 759812 35 80 gi 
Betaproteobacteria; Neisseriales; Neiss 
3014956 3015017 34 95 gi 
ribosomal RNA, complete sequence 
Betaproteobacteria; Burkholderiales; 
3270335 3270396 34 95 
ribosomal RNA, complete sequence 
Betaproteobacteria; Burkholderiales; 
3590556 3590617 34 95 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 
157756 157816 35 95 
ribosomal RNA, partial sequence 


gi 


gi 


gi 


235660 235720 35 95 

ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 
237296 237356 35 95 gi 


gi 


242011 242071 35 95 gi 


Betaproteobacteria; Burkholderiales; Bu 


692472 692520 35 83 gi 
16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacter 
868204 868264 35 95 gi 
Gammaproteobacteria; Xanthomonadales; xX 
2340158 2340214 39 95 gi 
complete se 
Firmicutes; Clostridia; Clostri 
3114509 3114569 35 95 gi 
complete sequence 


238878 238937 35 94 gi 


305532 305587 40 95 
complete sequence 
Thermotogaceae; 


501191 501250 34 


gi 


Thermotoga. 
93 gi 


880018 880077 35 94 gi 


Prochlorococcus. 


19519 19577 37 95 gi 


Bacteroidetes; Sphingobacteri 


436800 436858 39 97 gi 


Kitasatospora. 


504251 504304 27 80 gi 


601234 601292 39 97 gi 


Streptomyces. 


533233 53475 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


758305 75981 


3013492 30150 
Comamonadaceae; 


3268876 32703 
Leptothrix. 


3589120 35906 
Ideonella. 


156293 15781 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


234235 23583 
rkholderiaceae; 


240595 24207 
rkholderiaceae; 


16S ribosomal RNA, partial sequence 866725 86827 


304028 30558 


265678696 


265678540 


eriaceae; 
219846914 


219846741 


219846516 


265678958 


265678905 


265678904 
nce 
riales; 

265678901 


265678588 
sequence 
ia; 


265678467 


219857502 
quence 

diales; 
219846846 


265678903 


265678857 


265678718 


mamonadace 
265678459 


265679051 
sequence 
a; 


265678764 
sequence 


265678716 
sequence 
eria; 


265678652 
sequence 
ae; 


775062 775120 39 97 gi 


265678530 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


4 Burkholderia 


ref 


235885 237406 Burkh 
Burkholderiaceae; 


ref 


2 Burkholderia 


ref 


NR_029001.1 
Ottowia. 
NR_028844.1 
NR_026506.1 
Acidovorax. 
NR_026333.1 
NR_026108.1 
NR_029266.1 
NR_029213.1 


NR_029212.1 


NR_029209.1 


NR_028893.1 


691014 692520 


Enterobacteriales; 


ref 


anthomonadaceae; 


ref 


2338702 234021 
Heliobacteriaceae; 


ref 


3113039 3114569 Azoarc 
ocyclaceae; 


AZ 
ref 


6 Burkholderia 


rkholderiaceae; Burkholderia. 


ref 


ref 


ae; 


ref 


1 sequence 
Cyanobacteria; Prochlorales; 


ref 


18082 
Sphingobacteriales; 


ref 


435340 436871 
e; Actinomycetales; 


ref 


502862 504310 
Rhodobac 


ref 


599812 601293 
Actinomycetales; 


ref 


NR_028770.1 


NR_025090.1 


NR_026438.1 
oarcus. 
NR_029211.1 
NR_029163.1 


NR_029023.1 


NR_028762.1 


NR_029359.1 
19577 
Fle 
NR_029069.1 
Strept 
NR_029021.1 
terales; Rho 


NR_028957.1 


Strep 


NR_028834.1 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Alysiella filiformis 


5 Alysiella filiformis Bacteria; 
Alysiella. 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 
Azoarcus. 


Burkholderia graminis 


graminis Bacteria; 
; Burkholderia. 


Burkholderia 


olderia phenazinium 


Burkholderia. 
Burkholderia cepacia 


cepacia Bacteria; 
Burkholderia; Burkholderia cepacia 


Buttiauxella 
Buttiauxella 


Enterobacteriaceae; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 
Xanthomonas. 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Burkholderia glumae 


glumae Bacteria; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 
Hydrogenophaga. 


Prochlorococcus 
878614 880078 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Kitasatospora 
Kitasatospora 
omycineae; 


Loktanella 
Loktanella 
dobacteraceae; 


Streptomyces 
Streptomyces 
tomycineae; 


Prauserella alba 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


659734 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


659734 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


659734 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


659734 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


659734 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


659734 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


659734 Bacteria_16S 


thermohalophila s 
thermohalophila B 


659734 Bacteria_16S 


strain B22P3 16S 
Actinobacteria; A 


659734 Bacteria_16S 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


659734 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


659734 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


659734 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


659734 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


659734 Bacteria_16S 


vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 


659734 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


659734 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


659734 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


659734 Bacteria_16S 


holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 


659734 Bacteria_16S 


strain E846 16S r 
Actinobacteria; A 


659734 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


659734 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


847023 847081 37 
osomal RNA, partial sequence 


95 gi 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

1064168 1064226 39 97 gi| 265678335 |ref|NR_028637.1 
n TA-67 16S ribosomal RNA, partial sequence 1062699 106423 
ria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacill 

28647 28708 34 95 gi|265679045|ref|NR_029353.1 
S ribosomal RNA, partial sequence 27210 28718 
avobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

101309 101390 14 95 gi| 265678996 |ref|NR_029304.1 
ibosomal RNA, complete sequence 99832 10139 
lales; Bacillaceae; Halobacillus. 

131841 131902 34 95 gi| 265678975 |ref|NR_029283.1 
ribosomal RNA, complete sequence 130392 13190 
hrysiogenales; Chrysiogenaceae; Chrysiogenes. 

263076 263137 36 97 gi| 265678885 |ref|NR_029191.1 
ain P 1 16S ribosomal RNA, complete sequence 261591 263140 
teria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubroba 

Rubrobacter. 

592296 592357 34 95 gi| 265678658 |ref|NR_028963.1 
train Fru22 16S ribosomal RNA, partial sequence 590846 592357 
acteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiac 

599704 599761 39 96 gi| 265678653 |ref|NR_028958.1 
ribosomal RNA, partial sequence 598291 599761 Streptomyces 
ctinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 

657557 657614 39 96 gi|265678612|ref|NR_028917.1 
s strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 
s Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; S 
; Streptomyces. 

677375 677432 40 97 gi| 265678598 |ref|NR_028903.1 


bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
719497 719578 14 95 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
1634434 1634479 35 80 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


40667 40723 39 95 gi 
F-2 16S ribosomal RNA, complete seque 
tes; Bacillales; Staphylococcus. 

116672 116728 39 95 gi 


n PYR-1 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
205145 205201 39 95 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
468837 468893 35 91 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
549985 550041 39 95 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
618262 618318 39 95 gi 

1406 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


625667 625723 39 95 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
627232 627288 39 95 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
773523 773579 39 95 gi 


gi 


265678482 


845553 84708 


675861 67745 
Anaero 


ae; 
265678569 
ence 71801 
illus. 
219878454 
equence 

; Aeromona 
265679037 
nce 39179 


265678985 
uence 
Actinomyc 


265678927 
sequence 
tyoglomace 
265678739 


467397 46889 


rkholderia 
265678686 


548509 55004 


Sporomusa 
265678640 
nce 61679 
ales; Cory 


265678635 


624219 62572 


nebacterin 
265678634 


625776 62729 


cter. 
265678531 
quence 
nobacteria 


659734 Bacteria_16S 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 


in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
913784 913840 39 95 gi 


265678436 


ref |NR_028785.1 


6 Anaerobaculum 
baculum. 
ref|NR_028873.1 
9 719581 Virgib 


ref|NR_025593.1 
1632974 163447 
dales; Aeromonad 
ref|NR_029345.1 
40723 Staphy 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Coenonia anatina 


Coenonia anatina Bacteria; 


Halobacillus litoralis 


0 Halobacillus litoralis Bacteria; 


Chrysiogenes arsenatis 


2 Chrysiogenes arsenatis Bacteria; 


Rubrobacter 
Rubrobacter 
cterineae; 


Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 

657614 Streptomyces 
treptomycineae; 


Anaerobaculum mobile 
mobile Bacteria; 


Virgibacillus 
acillus marismortui 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Staphylococcus 
lococcus condimenti 


ref|NR_029293.1 
15240 116730 


etales; Coryneba 


R 


ref |NR_029235.1 
203662 205201 
ae; Dictyoglomus 
ref |NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref |NR_028991.1 


ref|NR_028945.1 
5 618320 Mycoba 
nebacterineae; M 


ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 
ref |NR_028939.1 


ref|NR_028835.1 
772034 773579 
ceae; Atopostipe 


Mycobacterium 
Mycobacterium 
cterineae; 


Dictyoglomus 
Dictyoglomus 


Burkholderia terricola 


terricola Bacteria; 


ia. 
Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Atopostipes 
Atopostipes 
Ss. 


ref |NR_028738.1 
912332 


Lechevalieria 
913840 Lechevalieria 


aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Lechevalieria. 


659734 Bacteria 1 


strain WSU 86/104 


6S 974112 974172 35 
4 16S ribosomal RNA, 


95 gi 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


659734 Bacteria_1 


strain IFM 10035 


subsp. 
subsp. 


subsp. 


subsp. sciuri Bac 


659734 Bacteria_16S 
pseudovaccinii st 
pseudovaccinii Ba 


Nocardiaceae; Noc 


659734 Bacteria_16S 
papyrosolvens DSM 
Fi 
659734 Bacteria_16S 


2782 Bacteria; 


strain DSM 40258 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


659734 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 


6S 1039774 1039830 39 95 


gi 


6S 1475358 1475414 39 95 


gi 


Streptomyces. 

1480042 1480098 39 95 
ain DSM 20345 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; 
1522098 1522154 39 95 


’ 


gi 


gi 


ardia. 

1578009 1578065 39 
2782 16S ribosomal RNA, 
rmicutes; Clostridia; Clostridiales; 
1590284 1590340 39 95 gi 


95 gi 


1596473 1596529 39 95 


gi 


; Streptomyces. 


1598021 1598077 39 95 


gi 


1599569 1599625 39 95 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1601117 1601173 39 


, 


95 gi 


1602665 1602721 39 95 gi 
oticus strain DSM 43156 16S ribosomal 


complete sequence 


in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 


compl 
Staphyl 
rain DSM 43406 16S ribosomal RNA, part 


cteria; Actinobacteria; Actinobacterid 


complete sequ 
Cc 


Stre 


in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


Stre 


Stre 


265678395 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
659734 Bacteria_1 
albus stra 
albus Bact 
Streptomycetaceae 
659734 Bacteria_16S 
sciuri str 


219878476 
1 


’ 


219878381 
et 
ococcus. 
219857610 
ia 
ae 


v 


219846510 
en 
lo 

219878485 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
659734 Bacteria_16S 


pt 
219878481 
1 


219878480 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 


pt 
219878479 


p 
te 


219878478 


16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 


pt 
219878477 
RN. 


97261 


nebacterin 
sequence 
Actinomy 


e sequen 


1 sequen 
Actino: 


ce 15765 
stridiac 
omycinea 


sequence 
Actinomy 


omycinea 


artial s 
ridae; Actin 


omycinea 


A, parti 


ref |NR_028697.1 
7 974173 Waddli 
ref|NR_028654.1 
eae; Nocardiacea 
ref|NR_025615.1 


1473916 147541 
cetales; Strepto: 


ref|NR_025520.1 
ce 1478573 148010 


ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref|NR_026102.1 
77 1578067 Clostr 
eae; Clostridiu 
ref|NR_025624.1 
40 Streptomyces 
e; Streptomyceta 
ref|NR_025620.1 

1595032 159652 
cetales; Strepto 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
equence 159812 
omycetales; 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


Waddlia chondrophila 
a chondrophila Bacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 

Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Nocardia 
6 Nocardia 
ebacterineae; 


Clostridium 
idium papyrosolvens DSM 


m. 


Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

9 Streptomyces 

mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


659734 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


659734 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


659734 Bacteria_16S 


puniciscabiei str 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

659734 Bacteria_16S 2249084 2249140 39 95 gi| 219857567 |ref|NR_025155.1 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 224914 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

659734 Bacteria_16S 3011836 3011892 39 95 gi|219846916|ref|NR_026508.1 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 301189 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Franki 
Geodermatophilaceae; Modestobacter. 

659734 Bacteria_16S 3625159 3625215 39 95 gi| 219846489 |ref|NR_026081.1 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
659734 Bacteria_16S 3830626 3830682 39 95 gi| 219846342 |ref|NR_025932.1 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 38306 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

659734 Bacteria_16S 3920258 3920314 39 95 gi|219846281|ref|NR_025871.1 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Strept 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
659734 Bacteria_16S 3921839 3921895 39 95 gi|219846280|ref|NR_025870.1 


strain ATCC 25495 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


Streptomycetaceae; Streptomyces. 

1832351 1832407 39 95 

S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
2034644 2034700 39 95 gi 
ATCC 19420 16S ribosomal RNA, partial 


gi 


Mycobacterium. 


2247507 2247563 39 95 


gi 


16S ribosomal RNA, complete sequence 


ain S77 16S ribosomal RNA, partial seq 


219878315 


1830898 18324 
Ilyoba 


cter. 
219878172 
sequence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


219857568 
uence 


ref|NR_025454.1 


ref/|NR_025311.1 
2033216 203470 
ales; Corynebact 


, 


ref|NR_025156.1 
2246040 224756 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Modestobacter 
4 Modestobacter 
neae; 


Mycobacterium simiae 
simiae Bacteria; 

aceae; Mycobacterium. 
Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 


Streptomyces sampsonii 


3920367 3921897 Streptomyces sampsonii 


Stre 


ptomycineae; Str 


eptomycetaceae; 


659734 Bacteria_ 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


659734 Bacteria_ 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


659734 Bacteria_ 


diastatochromogen 
diastatochromogen 
Streptomycetaceae 


659734 Bacteria_ 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


659734 Bacteria_ 
strain RL-34 16S 


659734 Bacteria_ 


nebraskense strai 
nebraskense Bacte 


Mycobacteriaceae; 
659734 Bacteria_ 


vibrioformis stra 
vibrioformis Bact 


659734 Bacteria_ 


bajacaliforniensi 
bajacaliforniensi 


659734 Bacteria_ 


strain DSM 1105 1 
B 


Proteobacteria; 
659734 Bacteria_ 


ferrireducens str 
ferrireducens Bac 
659734 Bacteria_1 


strain TF-27 16S 
Proteobacteria; 


strain SW-45 16S 
Proteobacteria; 


Bacteria; 


montefiorense Bac 
Mycobacteriaceae; 


659734 Bacteria_16S 


G 
659734 Bacteria_1 


G 
659734 Bacteria_1 
jalaludinii strai 
Firmicutes; 
659734 Bacteria_16S 

montefiorense str 


16S 3923420 3923476 39 


; Streptomyces. 
16S 3925001 3925057 39 


; Streptomyces. 
16S 3926582 3926638 39 


; Streptomyces. 
16S 3928162 3928218 39 


; Streptomyces. 
16S 3929742 3929798 39 
ribosomal RNA, 


16S 4063934 4063990 39 


16S 93536 93594 
teria; 


6S 435247 435289 35 


Deferribacteres; 


6S 764292 764334 35 


6S 765872 765926 35 
n M9 16S ribosomal RNA, 
Clostridia; 
811926 811982 39 


Mycobacterium. 
872720 872758 36 


in RL-110 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 


ain PAL-1 16S ribosomal RNA, 


95 


95 


ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 


95 


gi 
n ATCC 14975 16S ribosomal RNA, complete 
ria; Actinobacteria; Actinobacteridae; 


gi 
comp 


gi 


es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobac 


219846279 


219846278 
le 
e; 


219846277 


sequenc 
Actinomyc 


te seque 
Actinomycet 


complete 


ref|NR_025869.1 
e 3921948 39234 
etales; 


ref 
nce 


NR_025868.1 
39235 
ales; 


ref|NR_025867.1 
sequence 39251 


7 
Streptomycineae; 


2 
Strept 


1 


Streptomyces 
8 Streptomyces 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 


teridae; Actinomycetales; Streptomycineae; 
95 gi|219846276|ref|NR_025866.1| Streptomyces 
complete sequence 3926691 3928220 Streptomyces 

; Actinomycetales; Streptomycineae; 
95 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


95 


n UNMC-MY1349 16S ribosomal RNA, 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


ribosomal RNA, partial sequence 


3928271 39298 


Streptomycinea 


gi 


compl 


6S ribosomal RNA, partial sequence 2436004 24374 
etaproteobacteria; Burkholderiales; Bu 


ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


219846177 


ammaproteobacteria; Alteromonadales; Alteromonad 


ete sequen 


00 Streptomyces 
e; S 


ref |NR_025767.1 


treptomyceta 


ce 4062487 406399 


scabiei Bacteria; 
ceae; Streptomyces. 
Mycobacterium 

2 Mycobacterium 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

16S 294942 295005 32 95 gi|265678864|ref|NR_029170.1| Prosthecochloris 

in 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 

eria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

16S 485686 485741 40 95 gi| 265678728 |ref|NR_029033.1| Spirochaeta 

s strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 

s Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

16S 2437413 2437471 35 93 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


rkholderiaceae; Cupriavidus. 
37 95 gi|265679001|ref|NR_029309.1| Geovibrio 
complete sequence 92051 93594  Geovibrio 
Deferribacterales; Deferribacteraceae; Geovibrio. 
TT gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
433793 435289 Shewanella gaetbuli Bacteria; 
Shewanellaceae; Shewanella. 
77 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
762839 764334 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 
89 gi|265678536|ref|NR_028840.1| Mitsuokella 
complete sequence 764385 765927 Mitsuokella jalaludinii 
Clostridiales; Veillonellaceae; Mitsuokella. 
95 gi| 265678505 |ref|NR_028808.1| Mycobacterium 
rtial sequence 810468 811984 Mycobacterium 
e; Actinomycetales; Corynebacterineae; 
74 gi|265678464|ref|NR_028767.1| Gluconacetobacter 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 
659734 Bacteria_16S 
strain B-10-31 16 
Proteobacteria; G 


871314 87276 
spirillales; Ac 


0 
e 


Gluconacetobacter 
tobacteraceae; 


in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


sequence 
ria; Rhodo 


1412992 1413034 35 77 gi| 224581450 
S ribosomal RNA, partial sequence 1411537 14130 
ammaproteobacteria; Alteromonadales; Pseudoalter 


ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 


659734 Bacteria_16S 2117348 2117390 35 77 gi| 219857657 |ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

659734 Bacteria_16S 4003501 4003543 35 77 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

659734 Bacteria_16S 4029213 4029255 35 V1 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

659734 Bacteria_16S 4030763 4030805 35 77 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

659734 Bacteria_16S 4057876 4057918 35 77 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

659734 Bacteria_16S 382714 382755 36 77 gi|265678800|ref|NR_029105.1| Parvibaculum 


lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 


lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Parvibaculum. 
659734 Bacteria_16S 


390376 390425 46 


Promicromonosporaceae; Myceligenerans. 


659734 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 


399561 399618 39 


Nocardiaceae; Nocardia. 


659734 Bacteria_16S 
strain QH3A7 16S 


659734 Bacteria_16S 


ribosomal RNA, 


490402 490451 46 


788912 788953 35 


95 


96 


strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 


95 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


76 


strain M39 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


659734 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
659734 Bacteria_16S 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
659734 Bacteria_16S 


1537324 1537373 46 


Saccharothrix. 
1538884 1538933 46 


Saccharothrix. 
2077701 2077750 46 


95 


NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


95 


95 


gi| 265678795 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; 


sequence 


gi| 265678789 


gi| 265678725 


Actinomycetales; 


tial sequence 
idae; Actinomycetales; 


ref|NR_029100.1 
388894 390431 


Myceligenerans 
Myceligenerans 
Micrococcineae; 


Nocardia 
399618 Nocardia 
Corynebacterineae; 


ref|NR_029094.1 


398145 


ref|NR_029030.1| Jonesia quinghaiensis 


488917 490451 Jonesia quinghaiensis Bacteria; 


gi| 265678520 


ococcineae; 


Jonesiaceae; Jonesia. 
ref|NR_028824.1| Methylophaga alcalica 


787469 788962 Methylophaga alcalica Bacteria; 


gi| 219857378 


219857377 


gi 


gi|219878138 


propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 


propionicum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


659734 Bacteria_16S 
granulosum strain 


659734 Bacteria_16S 


2079265 2079314 46 


2080817 2080866 46 


95 


DSM 20700 16S ribosomal RNA, partial sequence 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


95 


gi| 219878137 


gi|219878136 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 


lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionimicrobium. 


659734 Bacteria_16S 
avidum strain DSM 


Propionibacterium. 
659734 Bacteria_16S 


tyrofermentans strain CNRZ 926 16S ribosomal RNA, 


2082371 2082420 46 


3355596 3355645 46 


95 


4901 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


95 


gi|219878135 


gi|219846680 


complete sequence 3354134 335564 


sequence 
Actinomycetales; 


cirickettsiaceae; Methylophaga. 


ref |NR_024966.1| Saccharothrix 


sequence 1535864 1537375 Saccharothrix 
Actinomycetales; 


Pseudonocardineae; 


ref|NR_024965.1| Saccharothrix 
1537426 1538935 Saccharothrix 
Pseudonocardineae; 


ref|NR_025277.1| Propionibacterium 
2076251 2077756 Propionibacterium 


Actinomycetales; Propionibacterineae; 


ref|NR_025276.1| Propionibacterium 
2077807 2079320 Propionibacterium 


Actinomycetales; Propionibacterineae; 


Actinomycetales; Propion 


2080923 2082426 Propio 
Propionibacterineae; 


ref|NR_025275.1 
2079371 208087 


ref|NR_025274.1 


ref |NR_026272.1 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Propionibacterium 


nibacterium avidum 


Brachybacterium 
5 Brachybacterium 


Propionibacteriaceae; 


tyrofermentans Ba 


Dermabacteraceae; 


659734 Bacteria_16S 


strain DSM 7083 1 


nesterenkovii Bac 
Dermabacteraceae; 


659734 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


659734 Bacteria_16S 


michiganensis sub 


cteria; Actinobacteria; Actinobacteridae 
Brachybacterium. 


3357157 3357206 46 95 gi 


3358721 3358770 46 95 gi 
ain DSM 9573 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 

3360283 3360332 46 95 gi 
in CNRZ 925 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 


219846679 
6S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
659734 Bacteria_16S 
nesterenkovii str 


219846677 


equence 


Brachybacterium. 
3769876 3769925 46 95 gi| 219846385 
species tessellarius strain 78181 16S ribosomal 


; Actinomycetales; 


occineae; 
219846678 
sequence 
Actinomycetales; 


Actinomycetales; 


Micrococcineae; 


ref|NR_026271.1| Dermabacter hominis 

Dermabacteraceae; Dermabacter. 

ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 


Micrococcineae; 


ref|NR_026269.1| Brachybacterium 
3358821 3360332 Brachybacterium 
Micrococcineae; 


ref 
RNA, 


NR_025976.1| Clavibacter 
partial sequence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


strain BARC 857 1 
Tenericutes; Moll 


659734 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


Micrococcineae; Microbacteriaceae; 
659734 Bacteria_16S 


Clavi 


4164573 4164622 46 95 gi 


bacter. 


219846105 


icutes; Entomoplasmatales; 
441418 441474 39 95 gi 
ribosomal RNA, partial sequence 


icutes; Entomoplasmatales; 


ref|NR_025695.1| Mesoplasma tabanidae 


6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Entomoplasmataceae; Mesoplasma. 
265678761 
439970 441476 Mesoplasma photuris Bacteria; 
Entomoplasmataceae; Mesoplasma. 


ref|NR_029066.1| Mesoplasma photuris 


659734 Bacteria_16S 545363 545415 39 91 gi| 265678689 |ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


659734 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


583327 583359 35 67 gi 
ibosomal RNA, partial sequence 


265678664 
581868 583371 Caldithrix abyssi Bacteria; 


ref 


NR_028969.1| Caldithrix abyssi 


659734 Bacteria_ 


strain AC 615 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 


659734 Bacteria_ 


singaporensis str 
singaporensis Bac 


Desulforhopalus. 
659734 Bacteria_ 


strain IFM 0575 1 


16S 839364 839416 39 91 


ribosomal RNA, partial sequence 


gi 


teria; Proteobacteria; 


16S 1042821 1042873 39 91 gi 


837961 83941 


Deltaproteobact 


6S ribosomal RNA, partial sequence 1041385 10428 


265678487 


eria; 


265678350 


Desu 


ref |NR_028790.1 


lfobacterales; 


ref |NR_028652.1 


D 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
16S 907626 907666 37 77 gi|265678440|ref|NR_028742.1| Desulforhopalus 
ain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


esulfobulbaceae; 


Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

659734 Bacteria_16S 1386089 1386131 35 77 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

659734 Bacteria_16S 3303946 3304002 39 95 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 


strain DSM 5351 1 
Bacil 


Firmicutes; 
659734 Bacteria_ 


delbrueckii subsp. 
Lactobacillus delbrueckii subsp. 


Lactobacillus. 
659734 Bacteria_ 


naphthalenovorans 
naphthalenovorans 
659734 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; 


Firmicutes; 


69 16S ribosomal 


Gammaproteobacter 
659734 Bacteria_16S 
mesophilus strain 
Bactero 
659734 Bacteria_16S 
appendicis strain 
appendicis Bacter 
Corynebacteriacea 
659734 Bacteria_16S 
strain 520-20 16S 
G 
659734 Bacteria_16S 


Bacteria; 


Proteobacteria; 


strain IFM 0784 1 


Clost 
659734 Bacteria_16S 
strain DSM 6011 1 
Clost 
659734 Bacteria_16S 
neopropionicum st 
neopropionicum Ba 
659734 Bacteria_16S 
sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 
659734 Bacteria_16S 
asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 
659734 Bacteria_16S 
equigenitalis str 
equigenitalis Bac 
659734 Bacteria_16S 


6S ribosomal RNA, 
lales; Salinicoccus. 

16S 381213 381252 35 74 gi 
indicus strain NCC725 16S ribosomal 


16S 798097 798156 39 97 gi 
Bacteria; Firmicutes; 
940101 940152 39 90 

ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 


3526349 3526384 32 67 gi 


Bacillales; 
gi 


ridia; Clostridiales; Clostridiaceae; 

3527909 3527944 32 67 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 


72627 72677 39 89 gi 


teria; Actinobacteria; Actinobacterida 
e; Pseudonocardia. 

74190 74240 39 89 gi 
train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
e; Pseudonocardia. 

206711 206749 35 73 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
487274 487316 35 77 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
602800 602854 41 95 gi 
2SM29 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
608905 608955 39 89 gi 
IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

640995 641029 35 69 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1041283 1041333 39 89 gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


659734 Bacteria_16S 


strain IMMIB R-14 


1148553 1148603 39 89 gi 
34 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


659734 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


659734 Bacteria_16S 


1201525 1201578 40 93 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1543555 1543604 46 95 gi 


diospyrosa strain NRRL B-24047 16S ribosomal RNA, parti 


diospyrosa Bacteria; 
Actinosynnemataceae; 
659734 Bacteria_16S 


strain KMM 241 16 


Actinobacteria; Actinobacteridae; 
Actinokineospora. 

1701608 1701650 35 77 
S ribosomal RNA, partial sequence 


gi 


complete sequence 3302462 33040 


indicus Bacteria; 
strain PR-Nl 16S ribosomal RNA, parti 
Pae 


938639 94015 


6S ribosomal RNA, partial sequence 3524935 35264 


ain 592 16S ribosomal RNA, partial seq 


485792 487320 Vibri 


639529 64105 


6S ribosomal RNA, partial sequence 1039882 10413 


265678801 
RNA, parti 


265678514 
al sequenc 
nibacillac 
265678419 


e; Heliore 
219846559 


Clostridiu 
219846558 
ete sequen 
idiales; C 
265679016 
uence 


265679015 
equence 
dae; Actin 


265678926 
sequence 
ria; Burkh 
265678727 


265678651 
ence 60134 
s; Flavoba 
265678646 
al sequenc 
Actinomyce 


265678624 


seudomonad 
265678351 


nebacterin 
253680758 

11471 
nebacterin 
228715386 
ce 12000 
es; Synerg 
219857374 
al sequenc 
Actinomyce 


Firmicutes; 


e; Actinomycet 


04 Salinicoccus 


ref 
als 


NR_029106.1 
equence 


ref |NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref |NR_028721.1 


stis 
ref 


NR_026151.1 


m. 
ref |NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref |NR_029324.1 

71176 72680 
ales; Pseudo 
ref |NR_029323.1 

72731 74244 
omycetales; Pseu 
ref |NR_029234.1 
205252 206750 
olderiales; Alca 
ref |NR_029032.1 
© ponticus Bacte 


ref|NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref |NR_028951.1 
e 607486 608955 
tales; Corynebac 
ref |NR_028929.1 
acea 
ref 


e; Pseudomon 
NR_028653.1 


eae; Nocardiacea 
ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref |NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


219878407 


Lactobacillales; 


roseus Bacteria; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Paenibacillus 
Paenibacillus 

us. 

Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 
8 Clostridium 
lostridium. 
Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Taylorella 

Taylorella 

ligenaceae; Taylorella. 
Vibrio ponticus strain 
ria; Proteobacteria; 


Gelidibacter 
bacter mesophilus 
dibacter. 
Corynebacterium 
Corynebacterium 
terineae; 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 

Nocardia ignorata 

ia ignorata Bacteria; 

e; Nocardia. 
Aminobacterium 
acterium colombiense DSM 
acterium. 
Actinokineospora 

6 Actinokineospora 
ardineae; 


ref|NR_025546.1 


Glaciecola mesophila 


1700153 1701651 Glaciecola mesophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


659734 Bacteria_ 


strain IBS 506 1 


strain IBS 382 1 


strain SW-47 16S 
Proteobacteria; 


659734 Bacteria_ 


sputigena strain 
sputigena ATCC 3 
Capnocytophaga. 


659734 Bacteria_ 


proteolyticus st 
proteolyticus Ba 
Coprothermobacte 


659734 Bacteria_ 


defluvii strain 
Bacteria; Proteo 


659734 Bacteria_ 


strain VPI D 75 
Firmicutes; Clos 


659734 Bacteria_ 
strain 2 16S ribo 
B 
659734 Bacteria_ 


Proteobacteria; 


pseudoflava stra 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
659734 Bacteria_ 
taeniospiralis strain 2K1 16S ribosomal RNA, partial se 


taeniospiralis B 
Hydrogenophaga. 


659734 Bacteria_ 
strain PHL 16S ri 
B 
659734 Bacteria_ 
strain 133 16S ri 
B 
659734 Bacteria_ 
paucivorans strai 
Firmicu 
659734 Bacteria_ 
frisingense strai 
frisingense Bacte 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Herbaspirillum. 


659734 Bacteria_ 


strain KF46F 16S 
Proteobacteria; 


strain CCUG 2113 


Proteobacteria; 


Bacteria; 


huttiense strain 


huttiense Bacteri 


Herbaspirillum. 


659734 Bacteria_ 
SPS-17 16S riboso 
Deinococ 
659734 Bacteria_ 


Thermus; 


strain HN3-7 16S 


Deinococcus-Thermus; 
659734 Bacteria_ 
strain RF-4 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


B 
659734 Bacteria_ 
palleronii strain 
palleronii Bacter 
659734 Bacteria_ 


B 
659734 Bacteria_ 
intermedia strain 
Proteob 
659734 Bacteria_ 


16S 
6 


2076163 2076197 36 70 
S ribosomal RNA, partial sequence 


gi 


16S 
6 


2085416 2085450 36 70 
S ribosomal RNA, partial sequence 


gi 


16S 2102118 2102160 35 77 
ribosomal RNA, partial sequence 


gi 


G 
16S 3605929 3605963 33 67 gi 
ATCC 33612 16S ribosomal RNA, partial 
3612 Bacteria; Bacteroidetes; Flavobact 
16S 
xr 
c 
x 
16S 
B 
b 


203555 203608 41 94 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 
499639 499672 34 67 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
16S 828689 828722 34 67 gi 
B-30 16S ribosomal RNA, partial sequenc 
tridia; Clostridiales; Veillonellaceae; 
16S 944745 944778 34 67 gi 


etaproteobacteria; Burkholderiales; Co: 
16S 946308 946341 34 67 gi 
in GA3 16S ribosomal RNA, partial seque 


16S 947872 947905 34 67 gi 


acteria; Proteobacteria; Betaproteobact 
16S 949434 949467 34 67 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
16S 950999 951032 34 67 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
16S 1237838 1237871 34 67 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
16S 1972011 1972044 34 67 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


gi 


16S 2305426 2305459 34 67 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
16S 2544175 2544208 34 67 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
16S 2545736 2545769 34 67 gi 


gi 


etaproteobacteria; Burkholderiales; Co: 
16S 2645622 2645655 34 67 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
16S 2868799 2868832 34 67 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 
16S 3019387 3019416 34 
mal RNA, partial sequence 
ci; Thermales; Thermaceae; Thermus. 
16S 3020912 3020941 34 63 
ribosomal RNA, partial sequence 
Deinococci; Thermales; 
3022434 3022463 34 


63 gi 


gi 


Thermaceae; 
63 gi 


16S 


2100672 21021 


ammaproteobacteria; Alteromonadales; Alteromonad 


947973 949 


949535 95104 


2303983 23054 
ma 


16S ribosomal RNA, partial sequence 2544276 25457 
ma 


e 


3019481 30209 


219878139 


2074760 20762 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
659734 Bacteria_ 


nellaceae; 
219878133 


2084014 20854 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
659734 Bacteria_ 


nellaceae; 
219878121 


219846503 
sequence 
eria; 


265678928 
ence 20208 


265678719 
ence 49817 
riales; 
265678494 
e 82720 


265678416 


somal RNA, partial sequence 943283 944795 Hydro 


mamonadace 
265678415 
nce 94484 
riales; Co 
265678414 
quence 
eria; Bu 
265678413 
48 
mamonadace 
265678412 


mamonadace 
219878251 
ence 12363 
spiraceae; 
219878214 
uence 

a; Burkhol 


219857526 


monadace 
219857348 
sequence 
; Burkhold 
219857347 


monadace 
219857228 
26441 
riales; Co 
219856879 
sequence 

Burkholde 


219846911 


3017969 3019430 Thermus o 


219846910 


Thermus. 
219846909 


Deinococci; Thermales; Thermaceae; 


Flav 


naerobacte 


Co: 


Selenomon 


rk 


ref|NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


tonella. 
NR_025260.1 


Bar 
ref 


aceae; Alteromon 
ref|NR_026095.1 

3604483 360597 
obacteriales; Fl 


ref|NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy’ 
ref |NR_028797.1 
9 828732 Seleno 
as. 
ref 
geno 


NR_028718.1 
phaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy 
ref|NR_028716.1 

946409 947922 
holderiales; Com 
ref|NR_028715.1 
Acidovorax. 
NR_028714.1 


ae; 
ref 


ae; Acidovorax. 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref |NR_025353.1 

1970584 197204 
deriales; Oxalob 
ref|NR_025114.1 
ae; Xenophilus. 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


ae; Acidovorax. 
ref |NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy 
ref |NR_024698.1 

2867356 286884 
riales; Oxaloba 
ref|NR_026503.1 
shimai Bacte 


ref |NR_026502.1 


ref 


Thermus. 


ria; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Capnocytophaga 

1 Capnocytophaga 

avobacteriaceae; 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Selenomonas infelix 
monas infelix Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Herbaspirillum 

9 Herbaspirillum 
acteraceae; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hydrogenophaga 


enophaga intermedia 
drogenophaga. 


Herbaspirillum 
5 Herbaspirillum 


teraceae; 


Thermus oshimai strain 
Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


NR_026501.1 


Thermus igniterrae 


3021006 3022477 Thermus igniterrae Bacteria; 


659734 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


659734 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


659734 Bacteria_16S 


acetireducens str 
acetireducens Bac 


659734 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


659734 Bacteria_16S 


strain Wai33 16S 


Deinococcus-Thermus; 
659734 Bacteria_16S 


strain YT-1 16S r 


Deinococcus-Thermus; 
659734 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


659734 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


659734 Bacteria_16S 


succinivorans str 
succinivorans Bac 


659734 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


659734 Bacteria_16S 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


659734 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


659734 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


659734 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


659734 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


659734 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


659734 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


659734 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


659734 Bacteria_16S 


strain E58 16S ri 
Chlamydiae; Chlam 


659734 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


strain STM678 16S 
Proteobacteria; B 


strain S2 16S rib 
Proteobacteria; B 


3232616 3232649 34 67 gi 


ridia; Clostridiales; 
3350972 3351005 34 


67 gi 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fa 


6S ribosomal RNA, partial sequence 3349528 33510 


219846766 


mily XI. I 
219846684 


ref 


ref 


NR_026358.1 


56 Peptoniphilus 
ncer 


tae Sedis; 
NR_026276.1 


P 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 

Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

3483886 3483919 46 79 gi| 219846587 |ref|NR_026179.1| Clostridium 
ain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3547947 3547980 34 67 gi| 219846545 |ref|NR_026137.1| Porphyromonas cansulci 
6S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

3877591 3877620 34 63 gi|219846311|ref|NR_025901.1| Thermus filiformis 
ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 

Deinococci; Thermales; Thermaceae; Thermus. 
3879111 3879140 34 63 gi|219846310|ref|NR_025900.1| Thermus aquaticus 


ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1165210 1165242 35 67 gi 
osomal RNA, partial sequence 
tes; Clostridia; 
1284244 1284276 35 


67 gi 


bosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydophila. 
1374008 1374040 35 67 gi 
S ribosomal RNA, partial sequence 


1389109 1389141 35 67 
ribosomal RNA, partial sequence 


gi 


1439145 1439177 35 
osomal RNA, partial sequence 


67 gi 


strain R-13291 16 


1654185 1654217 35 67 
S ribosomal RNA, partial sequence 


gi 


3877677 38791 


989496 99101 


1163739 11652 
Clostridiales; Veillo 


16S ribosomal RNA, partial sequence 1282800 12842 


1366379 13679 


1372563 13740 
etaproteobacteria; Burkholderiales; Bu 
659734 Bacteria_16S 
1387667 13891 
etaproteobacteria; Burkholderiales; Bu 
659734 Bacteria_16S 
1437684 14391 
etaproteobacteria; Rhodocyclales; Rhod 
659734 Bacteria_16S 


Enterobac 
228720667 


nellaceae; 
219846066 


228717983 


rkholderia 
228716720 


rkholderia 
224581429 


ocyclaceae 
219878439 


v 


ref 


ref 


83 Burkholderia 


26 Chlamydophila 


ref 


50 Burkholderia 
ceae; 


ref 


46 Burkholderia 
ceae 


ref 


ref 


aceae; Citr 
NR_027596.1 


suokella. 
NR_025656.1 


NR_027569.1 


; Burkholde 
NR_027554.1 
; Burkholde 
NR_027211.1 


auera. 
NR_025578.1 


fo} 


r 


r 


46 Thermus aquaticus Bacteria; 


Deinococci; Thermales; Thermaceae; Thermus. 

60539 60571 35 67 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
bosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

62087 62119 35 67 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
osomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

71088 71120 35 67 gi|265679017|ref|NR_029325.1| Schwartzia 
ain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
teria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

156200 156232 35 67 gi| 265678959 |ref|NR_029267.1| Clostridium 
rain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

624108 624160 39 91 gi|265678636|ref|NR_028941.1| Corynebacterium 
n IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

639432 639464 35 67 gi|265678625|ref|NR_028930.1| Stenotrophomonas 

e-pl10 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 

acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 

990971 991007 35 71 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
teri 


bacter. 
Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 
Mit 


Burkholderia hospita 
hospita Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1285798 1285830 35 67 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
ain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 

1313001 1313033 35 67 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 
ain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 
teria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

1360368 1360400 35 67 gi|228720024|ref|NR_027587.1| Burkholderia 
ain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 
4 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
udomallei group. 

1367866 1367926 35 95 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 


pecorum E58 Bacteria; 


Burkholderia unamae 
unamae MTI-641 Bacteria; 
ia. 

Burkholderia tuberum 
tuberum STM678 Bacteria; 
ia. 

Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 
Th 


Thermomonas brevis 


1652728 1654224 Thermomonas brevis Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 


659734 Bacteria_ 


strain R-10289 16 
G 


Proteobacteria; 
659734 Bacteria_ 


LMG 19981 16S rib 
G 


Proteobacteria; 
659734 Bacteria_ 


thiooxidans strai 
thiooxidans Bacte 


659734 Bacteria_ 
strain LMG 1945, 
Proteobacteria; 
659734 Bacteria_ 


strain 58Eu 16S r 
B 
659734 Bacteria_16S 


Proteobacteria; 
strain 47Lol 16S 
Proteobacteria; 
Bacteria; 


strain DSM 11853 
Proteobacteria; 


strain IPT10 16S 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
659734 Bacteria_16S 


strain LMG 16225 
Proteobacteria; 


strain 3CB-1 16S 
Proteobacteria; 


strain LMG 3413 1 


B 


B 
659734 Bacteria_16S 
defragrans strain 
Proteob 
659734 Bacteria_16S 


B 


B 


B 
659734 Bacteria_16S 


16S 1655732 1655764 35 67 


S ribosomal RNA, partial sequence 


16S 1815556 1815588 35 
osomal RNA, partial sequence 


67 


16S 1879501 1879533 35 67 


16S 1899714 1899746 35 67 


16S 2068505 2068537 35 67 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2070037 2070069 35 67 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2074672 2074704 35 67 
54Pin 16S ribosomal RNA, partial 


2275269 2275301 35 67 


2276803 2276835 35 67 


2331158 2331190 35 67 
ribosomal RNA, partial sequence 


2385691 2385723 35 67 


2387217 2387249 35 67 


2499279 2499311 35 67 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2532710 2532742 35 67 


ammaproteobacteria; Xanthomonadales; X 


ammaproteobacteria; Xanthomonadales; xX 


n CS-K2 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Betaproteobacteri 


R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 


acteria; Betaproteobacteria; Burkholde 


LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria; 


gi|219878438 


1654275 16557 
thomonad 


an 


gi|219878326 


1814099 18155 
thomonad 


an 
219878282 
nce 


gi 


a; 
219878264 
nce 
ca 
219878145 


gi 


gi 


2067059 20685 
yclaceae 


Rhodoc 
gi|219878144 


2068593 20700 
yclaceae 


Rhodoc 

gi|219878141 
sequen 
riales; 


gi|219857550 


16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Bu 
659734 Bacteria_16S 
campinensis strain WS2 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
659734 Bacteria_16S 


219857549 
nce 
riales; 

219857509 


gi 


gi 


2329695 23312 
rkholderia 


gi|219857470 


16S ribosomal RNA, partial sequence 2384259 23857 
etaproteobacteria; Burkholderiales; Bu 
659734 Bacteria_16S 
caledonica strain 
caledonica Bacter 
659734 Bacteria_16S 


rk 
219857469 
sequence 


gi 


v 


gi| 219857384 
2497830 24993 
Rhodoc 
gi| 219857356 


6S ribosomal RNA, partial sequence 2531266 25327 


Burkhol 


18982 
ligenace 


ce 20732 
Al 


rkholderia 


22753 
Bu 


holderia 


Burkhold 


yclaceae 


ref|NR_025577.1 


acea 
ref 


e; Thermomo 
NR_025465.1 


aceae; Fulvimon 
ref|NR_025421.1 

1878060 187954 
deriales; Burkh 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025284.1 
; Th 
ref 


auera. 
NR_025283.1 
; Thauera. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref |NR_025138.1 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupri 
rkholderiaceae; 
ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 
2385781 238725 
eriales; Burkhol 
ref |NR_024972.1 
; Th 
ref 


auera. 
NR_024944.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidu 
659734 Bacteria_16S 2625723 2625755 35 67 gi|219857248|ref|NR_024878.1 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 262575 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 

Rhodanobacter. 

659734 Bacteria_16S 2844008 2844063 39 95 gi|219856895|ref|NR_024714.1 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 284406 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomyc 
Streptomycetaceae; Kitasatospora. 

659734 Bacteria_16S 3089050 3089082 35 67 gi| 219846863 |ref|NR_026455.1 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 308909 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

659734 Bacteria_16S 3182595 3182627 35 67 gi|219846800|ref|NR_026392.1 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 31826 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
659734 Bacteria_16S 3184147 3184179 35 67 gi|219846799|ref|NR_026391.1 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 31841 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
659734 Bacteria_16S 3185699 3185731 35 67 gi|219846798|ref|NR_026390.1 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 31857 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
659734 Bacteria_16S 3187251 3187283 35 67 gi| 219846797 |ref|NR_026389.1 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 31872 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
659734 Bacteria_16S 3188803 3188835 35 67 gi|219846796|ref|NR_026388.1 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 318884 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 
Xanthomonas. 

659734 Bacteria_16S 3190355 3190387 35 67 gi|219846795|ref|NR_026387.1 


strain LMG 690 16 


S ribosomal RNA, partial sequence 


fo} 


Thermomonas fusca 


71 Thermomonas fusca Bacteria; 
n 


as. 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
a 


Ss. 
Limnobacter 

7 Limnobacter 

lderiaceae; Limnobacter. 
Brackiella oedipodis 

ella oedipodis Bacteria; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 
Cupriavidus 


avidus campinensis 


Cupriavidus. 
Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


s. 
Rhodanobacter 

6 Rhodanobacter 

Xanthomonadaceae; 


Kitasatospora 
5 Kitasatospora 
ineae; 


Natronincola 
0 Natronincola 
Natronincola. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


ACGCGTACACAATCTACCATATACAGGAGGATAGCCCCCGGAAACTGGGATTAATACTCCATGGCCCCTACTGACCGCATGGTCATAAGGGTAAAGCTCCGGCGG 
TATATGATGAGTGTGCGTACTATTAGTTAGTTGGTGGGGTAACGGCTCACCAAGACGATGATAGTTAGGGGGCGTGAGAGCGTGATCCCCCACACGGGTACTGAC 
ATAGAGTCCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGACAATGGGCGCAAGCCTGGTCCAGCCATCCCGCGTGCAGGATGACGGCGCTACGCGTCGTA 
AACTGCTTTTATGTGGGAAGAAACGCCGATATTTAATTGGGCTTGGAGTTTATTACAAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGTGCAAGAGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGTGGACTAGTAAGTCAGAGGTGAAATCCCGTCGCTTAACGACGGAACTGCCTTTGATACTG 
CTTGTCTTGAATCAGGTTGAGGTATGCGGAATGTGGCATGTAGCGATGAAATGCGTAGATATGCCATAGAACACCGATTGCGAAGGCAGCATACTGGCCCTGTAT 
TGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCTTACTCGATATTCGGATCATAGGAGTGAGTGTC 
CAAGGGAAACCGTTAAGTAAACCACCTGGGGAGTACGTTCGCAAGAATTNAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGTATGTGGTTTACTTC 
GATGATACGCGAGGAACCTTACCTGGGCTCGAATGGCACCGGACAGCCCCTTAAAGGGGGTCTTTCTTCGGAACTGGTGTTCAAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGACGGCAACCCCTATTCTTAGTTGCCAGCACGTAATTGTGGGGACTCTAAGGAGACTGCCGGCGTAAGC 
CGTGAGGAAGGTGGGGACGACGTCAAGTCATGATGGCCTTTATGCCCAGGGCTACACACGTGCTACAATGGTGCATACAGAGGGCAGCGAAGCTGCGAGGTGAAG 
CGAATCTCAGAAAGTGCATCTCAGTTCGGATCGGAGTCTGGAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGT 
TCCCGGACCTTGTACACACCGCCCGTCAAACCATGGAAGCTGGGGGTGCCTGAAGACGGTGACCATAGAAGGATGTCTAGGGTAAAATNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTAGCGGCAGGCTTAATACATGCAAGTCGAGCGAGAATTCCGATTTCGAGGAGCGGCAAACGGGTCGG 
TAACGGGTACGTAACGCGTCACGCAATTTGGCATAGTAGTGCGAAATAGCGATTAATACCGCATGGTTAGTGGACCTGGCATGCTGCTAACACTAAAGCTTCGGC 
GCTCAGGGATAAGCGTGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGATGATGGGTAGAGGAGCTGAGAGCGTGACCCCCCACAGGGGTACTG 
AGACACGGACCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGGCAATGGACGGAAGTCTGATCCAGCCATCCCGCGTGCAGGATGACGGCGCTACGCGTTG 
TAAACTGCTTTTATGTGGGAAGAAACGCCTGAATTTATTTGGGCCTGACGGTACTGTAAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGCGGCTAAATAAGTCAGAAGTGAAAGCTGCGGGCTTAACCGTAGAATTGCTTTGGATACT 
GTATAGCTTGAATTAGGTTGAGGTTGGCGGAATGTGACATGTAGCGATGAAATGCATAGATATGTCATAGAACACCAATTGCGAAGGCAGCTGACTAGACCTTAN 
TTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCTTACTCGACATTCGCCCCCCTGAGTGAGTGTC 
CAAGGGAAACCCTTAAGTAAGCCACCTGGGGAGTACGTTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GATGATACCCGAGGAACCTTACCTGGGCTCGAATGGCTTCGGACCGACTATGAAAGTAGTCTTTACCTTCGGGACTGAAGTACAAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTTAGTTGCTAGCAGGTTAAGGTGAGGACTCTAAGGAGACTGCCGGCGTAAG 
CCGTGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCTTTATGCCCAGGGCTACACACGTGCTACAATGGTGCATACAGAGGGTTGCTAAGCCGCGAGGTGGA 
GCTAATCCCAGAAAGTGCATCCCAGTTCGGATTGGAGTCTGGAACTCGACTCCATGAAGGTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACG 
TTCCCGGACCTTGCACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGACGGTGACCATAGGAGGCTATCTAGGGTAAANCTTAGTANCTAGGGNTA 
ANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAATGCATGCAAGTCGAGCGCATTCTCCGGAATGAGTGGCGCACGGCTGAGGAA 
CACGTGACTAACCTACCCCGGTGTGGGGGATAACGGGTCGAAAGACTCGCTAATCCCGCATACGATTCACTTCGGTAAGAAAGTCGCAAGGCGCACTGGGCGGGG 
GTCGCGTCCCATTAGGTGATTGGTGTAGTAATGGCGCACCAAGCCGATGATGGGTCTCTGGTCTGAGAGGACGACCAGACAGATTGGGACTGAGACACGGCCCAA 
ACTCCTACGGGGGGCAGCAACAAGGAATTTTCGNCAATGGACGCAAGCCTGACCGAGCAAGGGCGCGTGGAGGATGACGGCTCTTGGGTTGTAAACTCCTTTTGG 
GGGGGACGATAATGACGGTACCCTCCGAATCAGGCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGCCAAGCGTTGTCCGGAATTACTGGGCGTA 
AAGCGTGGGTAGGTGGTCGATGATGTGCCGCGTGAAAGCGCCGGAGTAATGCCGGCGAGGTCGCGGTAGACACATTGACTAGAGGCTCGCAGAGGAACGTGGAAT 
TCCCGGTGTAGTGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGCAAGCGGCGTTCTGGGCGAGACCTGACACTGAGCCACGACGGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGCATACCAGGTGTGGGATGGCGTTTCGCGTCGTTCCGTGCCGCAGCTTACGCGATCAGTATGCCGCC 
TGGGGACTACGAGCGCAAGCTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCGTGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTAG 
TCTTGACATAGCACTGCAAGCTTCGGAAATGAAGTCGCCTTCGAGGGTGTGCTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCCTGTGAGGTGTTACAAGTGTCACCTCAGACTGCCGTTGTCAGCAACGGAGGAAGGCGGGGATGACGTCAAGTCCGCATGGCCCTTA 
CGACTAGGGCGACACACACGCTACAATGGCTGGGAGAATGCGCCGCGACCAGGTAACTGGCAGCGAATCGAGAACACCAGTCACAGTTCAGATTGGGGGCTGCAA 
CTCGCCCCCATGAAGGCGGAGTTGCTAGTAATCGCCGGTCAGCCATACGGCGGTGAATCAGTACCCGGGCCTTGTTCACACCGCCCGTCACGTCATGGAAGTGGG 
AAACACCTGAAGTCCGTGGGCTAACCGCAAGGAGGCAGCGGCCGAGGGTGGGGCTCGTTACTGGGACGAAGTCGCTTTCAAGGTAGNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTAGCGGCAGGCTTAATACATGCAAGTCGAGCGAGAAGCTTACCTTCGGGGAGCGGGCGAGCGGTCGGTA 
ACGGGTACGTAACGCGTCACACAATCTAGCATATAGGAGGGAAATAGCCATTAATGCTCCATAGTNATTACACTTGGCATGCAAGGTGTATTAAAGCTCCGGCGT 
CTATGAGATGAGTGTGCGTTACATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGATATGATAGTTAGGGGGTGTGAGAGCGTGACCCCCCACACGGGTACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGGCAATGGGCGGAAGTCTGATCCAGCCATCCCGCGTGGAGGATGACTGCCCTATGGGTTGT 
AAACTCCTTTTATTTGGGAAGAAACGCCTGGATTTATCCGGGCCTGACGGTATCTTATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGTGGTTTAGTAAGTCAGATGTGAAAGCCCGGCGCTTAACGTCGGAATTGCTTTGCATACTG 
TGAAACTTGAATCAGGTTGAGGTGGGCGGAATGTGGCATGTAGCGATGAAATGCATAGATATGCCATAGAACACCAATTGCGAAGGCAGCTCACTGGCCCTGAAT 
TGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCTTACTCGATATTCGCTCGTAGAGTGAGTGTCCA 
AGGGAAACCCTTAAGTATGCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGTCCGGACAAGCGGTGGAGCATGTGGTTTAATTCGA 
TGATACGCGAGGAACCTTACCTGGGCTCTAATGGCGCGTGACCGATCCTGAAAGGGATTTTNCTGTTCGGAGCACAAACAAGGTGCTGCATGGCTGTCGTCACCT 
CGTGCCCTGAGGTGTTGGGTTAAGTCCCGCAACGACGGCAACCCCTATTCCTAGTTGCCAGCACCTAATGGTGGGGACTCTAGGGAGACTGCCGGCGTAAGCCGT 
GAGGAAGGTGGGGAGCACGTCAAGTCATCATGGCCTTTATGCCCAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGTAGCGAAGCCGCGAGGTGGAGCGA 
ATCCCATAAAGTACGTCCCAGTTCGGATTGGAGTCTGGAACTCGACTCCATGAAGGCGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGATGAATACGTTCC 
CCGACCTTCTACACACCGCCCGTCAAGACATGGAAGCTGGGGGTGCCTGAAGACGGTGACCATAGGAGGACTGCTAGGGTAAAANNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAGTTTGATCCTGGCTCAGAGTGACCGTGGGCGGCGGTGCTTAACACATGCAAGTCGAACGGATAAAATAAGCT 
TGCTTATTTTGTTAGTGGCGCACGGGTGAGTAATGTATAGCTAACCTGCCCTTTAGTGGGGGACAACAGTTGGAAACGACTGCTAATACCCCATACTCCTTCTTA 
CTATAAGGTAAGTTGGGAAAGATTTATCGCTAAAGGATGGGGCTTTATTGTATCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTATGACGCATACCTGGTCT 
GAGAGGATGATCAGGCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGCGAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATCGACGAACCCG 
CGGTGGAGGATGACGCATTTCGGTGTGTAAACTCCTTTTATAAGGGAAGATAATGACGGTACCTTATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGTA 
ATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGGTCGTAAAGGATGCGTAGGCTGTAATATAAGTCAGGAGTGAAATCCAACGGGCTCAACCGTTGAACTGC 
TCTTGAAACTGTTTTACTAGAATATGGGAGAGGTAGATGGAATTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAGGAATACCGATTGCGAAGGCGATCTAC 
TGGAACATTATTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCACACTAGTTGTTGCGATGCTAG 
TCATTGCAGTAATGCACTTAACAGATTAAGTGTGCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCGCAATCGGTGGAGCATGT 
GGTTTAATTCGAAGATACACGAAGAACCTTACCTGGCCTTGATATCCTAAGAATCCTGTAGAGATATCGGGAGTGCTAGTTTACTAGAACTTAGAGACAGGTGCT 
GGCCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCGCAACGAGCGCAACCCTCGTGTTTAGTTGCTAACAGTTTGGCTGAGCACTCTAAACAG 
ACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGCTAGGACAAAGAGACGCGATA 
CTGCGAAGTGGAGCAAATCTTAAAACCTAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCTGGAATCGCTAGTAATCGTAGATCAGATATGCTA 
CGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGAATTCACCCGAAGCCGAATACTAAACTAGTTACCGACCACGGTGGGTTCAG 
CGACTGGGGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGA 
TAAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCCAGTGGCGAACGGGTGAGTAACACGTATTCAATCTACCTTAAAGTGGGGGA 
TAACCTTTGGAAACGAAGGATAATACCGCATGACAACTTCATTATGGCATCAGAAGAAGTTGAAAGATCCGTTTGGATCGCTTTAAGATGAGGATGCGGCGTATT 
AGCTAGTAGGTGAGATAATAGCCCACCTAGGCAATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAG 


659734 Bacteria_16S 3191907 3191939 35 67 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

659734 Bacteria_16S 3193459 3193491 35 67 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

659734 Bacteria_16S 3195009 3195041 35 67 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

659734 Bacteria_16S 3196561 3196593 35 67 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

659734 Bacteria_16S 3219072 3219104 35 67 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

659734 Bacteria_16S 3231091 3231123 35 67 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 


strain DSM 10022 
Firmicutes; Clost 
659734 Bacteria_16S 
acanthamoebae strain 
acanthamoebae Bac 
659734 Bacteria_16S 
strain LMG 5047 1 
Proteobacteria; G 
659734 Bacteria_16S 
strain LMG 708 16 
Proteobacteria; G 
659734 Bacteria_16S 
strain LMG 538 16 
Proteobacteria; G 
659734 Bacteria_16S 
albilineans strai 
albilineans Bacte 
Xanthomonas. 
659734 Bacteria_16S 
strain B 16S ribo 
Clostridia; Clost 
659734 Bacteria_16S 
strain DSM 44070 16S 
Bacteria; Actinob 
Thermocrispum. 
659734 Bacteria_16S 
cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 
659734 Bacteria_16S 
saccharolytica st 
saccharolytica Ba 
Soehngenia. 
659734 Bacteria_16S 
insolitus strain 
insolitus Bacteri 
659734 Bacteria_16S 
hispanicus strain 
hispanicus Bacteria; 
659734 Bacteria_16S 
strain CC-1 16S r 
Thermotogae; Ther 
659734 Bacteria_16S 
marinisedimentoru 
marinisedimentoru: 
659734 Bacteria_16S 
strain JR 16S rib 
Deferribacteres; 

659734 Bacteria_16S 
strain PIPN-2 16S 
Tenericutes; Mollicut 
659734 Bacteria_16S 


ria; 


ridia; 


cteria; 


Clostridiales; 
3234184 3234244 35 
Bn9 16S ribosomal RNA, 


3291626 3291658 35 


3293178 3293210 35 


3294730 3294762 35 


3296280 3296312 35 
Proteobacteria; 
3302372 3302404 35 
Blautia. 


3496105 3496156 44 
ribosomal RNA, 


3851643 3851671 39 


4073001 4073033 35 
Firmicutes; 


4178266 4178298 35 


4225341 4225373 35 


Firmicutes; Bacillales; 
331455 331510 40 


Thermotogaceae; 
516316 516355 35 


Proteobacteria; 
543862 543893 36 


737848 737891 46 


es; Entomoplasmatales; 
866637 866668 36 


Firmicutes; 


95 


complete se 
teria; Chlamydiae; Chlamydiales; Parac 


67 


67 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


67 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


67 


67 


95 


ibosomal RNA, partial sequence 
motogales; 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fa 


gi 


gi 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; xX 


gi 
32 


gi 
32 


gi 


n LMG 494 16S ribosomal RNA, partial s 
Gammaproteobacter 


gi 


somal RNA, partial sequence 3300930 3302411 Blaut 
ridiales; 


gi 


complete sequence 
acteria; Actinobacteridae; Actinomycet 


rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; 


rain BOR-Y 16S ribosomal RNA, partial 
Clostridia; 


LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 


DSM 5352 16S ribosomal RNA, partial s 


m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; 


mily XI. I 
219846765 
quence 

hl 
219846727 


an 
219846726 
91719 32932 
an 
219846725 
93271 32947 
an 
219846724 
equence 

ia; 


, 


219846720 


219846579 
34946 


amydiace 


thomonad 


thomonad 


thomonad 


Xantho: 


30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref|NR_026319.1 


acea 
ref 


e; Xanthomon 
NR_026318.1 


acea 
ref 


e; Xanthomon 
NR_026317.1 


aceae; Xanth 


monadales; X 


ref 
ias 


NR_026312.1 
chinkii Bact 


ref|NR_026171.1 
39 3496156 Thermo 


ivorii Bacteria; 

eptoniphilus. 
Parachlamydia 

7 Parachlamydia 

a. 

Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Blautia schinkii 
eria; Firmicutes; 


Thermocrispum agreste 
crispum agreste 


ales; Pseudonocardineae; Pseudonocardiaceae; 
67 gi|219846328|ref|NR_025918.1| Bacteroides 

tial sequence 3850218 3851681 Bacteroides 

Clostridia; Clostridiales; Ruminococcaceae; unclassified 

67 gi|219846171|ref|NR_025761.1| Soehngenia 

sequence 4071551 4073044 Soehngenia 

Clostridiales; Clostridiales Family XI. Incertae Sedis; 

67 gi|219846095|ref|NR_025685.1| Achromobacter 

quence 4176834 4178306 Achromobacter 

Burkholderiales; Alcaligenaceae; Achromobacter. 
67 gi|219846055|ref|NR_025645.1| Salinicoccus 

equence 4223876 4225383 Salinicoccus 
Salinicoccus. 
95 gi|265678840|ref|NR_029145.1| Geotoga subterranea 

329993 331591 Geotoga subterranea Bacteria; 
Geotoga. 

74 gi| 265678708 |ref|NR_029013.1| Reinekea 

partial sequence 514864 516365 Reinekea 
Gammaproteobacteria; Reinekea. 
67 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 


osomal RNA, partial sequence 
Deferribacterales; 


89 


ribosomal RNA, partial sequence 


67 


542382 54390 
Deferribacteraceae; 


gi 


736380 73789 
Entomoplasmataceae; 


gi 


Deferriba 
265678556 


E 


0 Deferribacter 
cter. 
ref|NR_028860.1 
7 Entomoplasma 
ntomoplasma. 


265678468 


halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Sulfurospirillum. 


abyssi Bacteria; 


Entomoplasma lucivorax 


lucivorax Bacteria; 


ref|NR_028771.1 
865186 866674 


Sulfurospirillum 
Sulfurospirillum 


659734 Bacteria_16S 


DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiothermus silvanus 
Meiothermus. 


Deinococcus-Thermus; 
659734 Bacteria_16S 
lactoaceticus 6A 
Bacteria; 
Sedis; 
659734 Bacteria_16S 


Firmicutes; 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 15420 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Deinococci; 


1163654 1163681 35 


1302389 1302424 39 


16S ribosomal RNA, partial sequence 1300923 13024 


Clostridia; 


Caldicellulosiruptor. 


1541998 1542044 49 


Actinosynnemataceae; Actinokineospora. 


659734 Bacteria_16S 


mediatlanticus strain TR 16S ribosomal RNA, partial sequence 
mediatlanticus Bacteria; 


659734 Bacteria_16S 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial 
myxococcoides Bacteria; 


Sporocytophaga. 
659734 Bacteria_16S 


salipaludis strain SM-1 16S ribosomal RNA, partial sequence 21370 


Bacteria; 
659734 Bacteria_16S 


strain K24 16S ribosomal RNA, partial sequence 


Proteobacteria; 
659734 Bacteria_16S 


thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 
thermodepolymerans Bacteria; 


Schlegelella. 
659734 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; 
659734 Bacteria_16S 


strain W16 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


659734 Bacteria_16S 


heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequenc 
heliotrinireducens Bacteria; Actinobacteria; 
Slackia. 


Coriobacteriaceae; 
659734 Bacteria_16S 


algidixylanolyticum strain SPL73 16S ribosomal RNA, partial seque 
algidixylanolyticum Bacteria; 


659734 Bacteria_16S 
acetiphilus DSM 1 
12809 Bacteria; 
659734 Bacteria_16S 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Firmicutes; 


WM1 Bacteria; 
659734 Bacteria_16S 


strain PC18 16S ribosomal RNA, partial sequence 


Firmicutes; 
659734 Bacteria_16S 


antarcticus strain LMG 21980 16S ribosomal RNA, partial 


antarcticus Bacteria; 
Algoriphagus. 
659734 Bacteria_16S 
strain LMG 21970 
Bacteroidetes; 
659734 Bacteria_16S 


aquimarinus strain LMG 21971 16S ribosomal RNA, partial 


aquimarinus Bacteria; 
Algoriphagus. 
659734 Bacteria_16S 


winogradskyi strain LMG 21969 16S ribosomal RNA, partial 


winogradskyi Bacteria; 
Algoriphagus. 
659734 Bacteria_16S 


strain SK-1 16S ribosomal RNA, partial sequence 
Geobacillus. 


Firmicutes; Bacil 
659734 Bacteria_16S 


Sphingobacteria; 


lales; 


1681630 1681657 36 


1818628 1818659 36 
Bacteroidetes; 


2138533 2138564 46 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


2308522 2308553 35 


Betaproteobacteria; Burkholderiales; Alcaligenace 


4190512 4190543 36 


571377 571407 37 


ribosomal RNA, partial sequence 
Sphingobacteria; 


675764 675810 46 


921594 921628 40 


932349 932379 37 


Firmicutes; 
1197038 1197068 37 


2809 16S ribosomal RNA, partial sequence 
Deferribacteres; 


1492202 1492232 37 


Clostridia; 
1519085 1519115 37 


Clostridia; Clostridiales; Lachnospiraceae; 


1617727 1617757 37 
Bacteroidetes; 


1619250 1619280 37 


16S ribosomal RNA, partial sequence 1617815 16192 
Sphingobacteriales; Cyc 


1620773 1620803 37 
Bacteroidetes; 
1622296 1622326 37 
Bacteroidetes; 
2267613 2267647 33 


Bacillaceae; 
2531183 2531213 39 


Thermales; 


Deinococcus-Thermus; 


Proteobacteria; 


Sphingobacteriales; 


Coriobacteridae; Cor 

67 gi| 265678424 
Clostridia; Clostridial 

67 gi| 228715574 

11955 

Deferribacterales; Deferribacter 
67 gi| 219846902 

14907 

Clostridiales; Clostridiace 
67 gi|219857618 

1517647 15191 

Hespellia 

67 gi| 219878465 
sequence 

Sphingobacteria; Sphingobact 
67 gi|219878464 


lobacteria 

67 gi| 219878463 
sequence 

Sphingobacteria; Sphingobact 
67 gi| 219878462 
sequence 

Sphingobacteria; Sphingobac 
67 gi| 219857555 


62 gi|228720981 


Thermaceae; 


Betaproteobacteria; 


67 gi| 265678672 
569932 57142 
Sphingobacter 

92 gi| 265678599 


674316 67581 


74 gi| 265678431 


2266147 22676 


69 219857357 


Meiothermus silvanus 
DSM 9946 Bacteria; 


ref |NR_027600.1 


74 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
95 gi|219857375|ref|NR_024963.1| Actinokineospora 
44 Actinokineospora 
Actinomycetales; Pseudonocardineae; 
63 gi|219878421|ref|NR_025560.1| Vulcanithermus 
1680196 1681676 Vulcanithermus 
Deinococci; Thermales; Thermaceae; Vulcanithermus. 
67 gi|219878324|ref|NR_025463.1| Sporocytophaga 
sequence 1817180 1818667 Sporocytophaga 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
77 gi|219857643|ref|NR_025232.1| Microbulbifer 
73 2138564 Microbulbifer salipaludis 
Alteromonadaceae; Microbulbifer. 
66 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
2307079 2308560 Pigmentiphaga kullae Bacteria; 
ae; Pigmentiphaga. 
67 gi|219846083|ref|NR_025673.1| Schlegelella 
4189049 4190565 Schlegelella 


Burkholderiales; Comamonadaceae; 


ref|NR_028977.1| Pedobacter africanus 

1 Pedobacter africanus Bacteria; 
iaceae; Pedobacter. 

ref|NR_028904.1| Dermatophilus chelonae 
0 Dermatophilus chelonae Bacteria; 

; Dermatophilaceae; Dermatophilus. 
ref|NR_028733.1| Slackia 

e 920164 921628 Slackia 

iobacteriales; Coriobacterineae; 


ref 
nce 


NR_028726.1| Clostridium 
930884 932385 Clostridium 

es; Clostridiaceae; Clostridium. 
ref |NR_027535.1| Denitrovibrio 
65 1197080 Denitrovibrio acetiphilus DSM 
aceae; Denitrovibrio. 
ref|NR_026494.1| Clostridium 
49 1492247 Clostridium saccharolyticum 
ae; Clostridium. 
ref|NR_025207.1| Hespellia stercorisuis 
15 Hespellia stercorisuis Bacteria; 
ref|NR_025604.1| Algoriphagus 

1616292 1617764 Algoriphagus 
eriales; Cyclobacteriaceae; 


ref|NR_025603.1 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 

ref |NR_025602.1| Algoriphagus 
1619338 1620810 Algoriphagus 
eriales; Cyclobacteriaceae; 


Algoriphagus chordae 


ref|NR_025601.1| Algoriphagus 
1620861 1622333 Algoriphagus 
teriales; Cyclobacteriaceae; 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


ref 


gi 


NR_024945.1| Clostridium gasigenes 


strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


Clostridium. 


659734 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


659734 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


659734 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


659734 Bacteria_16S 


Ssartagoforme stra 
sartagoforme Bact 


659734 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


659734 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


659734 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


659734 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


659734 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


659734 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


659734 Bacteria_16S 


salegens Bacteria 


659734 Bacteria_16S 


strain HAR-13 16S 


659734 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3815312 3815342 37 67 gi|219846353|ref|NR_025944.1 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 3813879 381534 
; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
3896230 3896280 45 95 gi|219846298|ref|NR_025888.1 
ribosomal RNA, complete sequence 3894733 38962 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
4007963 4007993 37 67 gi|219846218|ref|NR_025808.1 
ibosomal RNA, partial sequence 4006528 4008003 Algoriphagus 


Sp 


659734 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


659734 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


659734 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


659734 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


659734 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


659734 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


659734 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


659734 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


659734 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


teria; Bacteroidetes; Bacteroidia; 
3750321 3750363 35 77 
ibosomal RNA, partial sequence 


Bac 
gi 


2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

284300 284329 37 66 gi 
in B54 16S ribosomal RNA, complete seq 
eria; Proteobacteria; Deltaproteobacte 


345394 345419 45 70 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
607375 607428 14 67 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
771947 771976 35 64 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1004781 1004810 35 64 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1282706 1282747 39 80 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


gi 


659734 Bacteria_16S 


strain R5292 16S 


1683194 1683227 34 67 


teroidales; 
219846401 
3748871 37503 


hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphag 
24132 24177 39 84 gi|265679048|ref|NR_029356.1 
in 265 16S ribosomal RNA, partial sequence 22677 24226 Clostr 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
130303 130336 34 67 gi| 265678976 |ref|NR_029284.1 
ribosomal RNA, partial sequence 128870 13034 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
240425 240485 35 95 gi|265678902|ref|NR_029210.1 


nce 
riales; 


265678871 
uence 
ria; 


265678828 
343905 34542 
illus. 

265678647 
nce 
cillus. 

265678532 
770475 77198 
seudomonadaceae; 
265678375 


219846087 
1281261 12827 
Entomoplasmataceae; 
219878420 


gi 
ribosomal RNA, partial sequence 


Po 
ref 


rphyromonada 
NR_025992.1 


23901 
Bu 


7 240544 Burkho 
rkholderiaceae; 


ref|NR_029177.1 
282818 284333 
Desulfobacterales; De 
ref|NR_029133.1 
3 Lactobacillus 


ref |NR_028952.1 
605920 607435 Oceano 


ref|NR_028836.1 
Cellvibri 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 


10033 
Enterobac 


E 


2570216 2570246 39 69 gi|219857288|ref|NR_024919.1| Clostridium 
ain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3033084 3033114 37 67 gi|219846901|ref|NR_026493.1| Clostridium indolis 
somal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Clostridium. 

3036133 3036163 39 69 gi|219846899|ref|NR_026491.1| Clostridium disporicum 
bosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3037656 3037686 39 69 gi|219846898|ref|NR_026490.1| Clostridium 
in DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3102497 3102527 37 67 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 

ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Tindallia. 

3158411 3158441 37 67 gi|219846817|ref|NR_026409.1| Desulfotomaculum 

DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
ia; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

3265863 3265893 39 69 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
osomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3307066 3307096 35 65 gi|219846717|ref|NR_026309.1| Lactobacillus oris 
6S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

3549484 3549514 37 67 gi|219846544|ref|NR_026136.1| Porphyromonas 
ain VPB 4874 16S ribosomal RNA, partial sequence 3548038 3549521 Porphyromonas 


ceae; Porphyromonas. 
Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Clostridium 
idium orbiscindens 


Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Desulfobacter 
Desulfobacter 


sulfobacteraceae; 


Lactobacillus pentosus 
pentosus Bacteria; 


Oceanobacillus 
bacillus picturae 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


Oo. 

Kluyvera ascorbata 

ra ascorbata Bacteria; 
era. 

Entomoplasma somnilux 


somnilux Bacteria; 


ref |NR_025559.1 


Actinomyces oricola 


1681727 1683234 Actinomyces oricola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


659734 Bacteria_ 


16S 1703168 1703221 14 67 gi 


219878406 


ref|NR_025545.1| Halobacillus 


karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

659734 Bacteria_16S 1791027 1791080 14 67 gi|219878342|ref|NR_025481.1]| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

659734 Bacteria_16S 1804798 1804851 14 67 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

659734 Bacteria_16S 2120391 2120444 14 67 gi|219857655|ref|NR_025244.1| Halobacillus salinus 


strain HSL-3 16S 
Firmicutes; 


Bacil 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 


2118933 21204 


54 Halobacillus salinus Bacteria; 


659734 Bacteria_16S 2528127 2528160 34 67 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

659734 Bacteria_16S 2680156 2680209 14 67 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

659734 Bacteria_16S 3175024 3175057 34 67 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
659734 Bacteria_16S 3529458 3529487 39 68 gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

659734 Bacteria_16S 4133602 4133655 14 67 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 


strain MSS-155 16 
Firmicutes; Bacil 


659734 Bacteria_16S 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 


4210048 4210101 14 67 gi 


4132144 41336 


219846069 


65 Halobacillus locisalis Bacteria; 


ref|NR_025659.1| Lentibacillus 


salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

659734 Bacteria_16S 1445 1473 39 67 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

659734 Bacteria_16S 2986 3014 39 67 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

659734 Bacteria_16S 22588 22616 39 67 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

659734 Bacteria_16S 31829 31857 39 67 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

659734 Bacteria_16S 49823 49851 39 67 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
659734 Bacteria_16S 66608 66636 39 67 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

659734 Bacteria_16S 104404 104432 39 67 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

659734 Bacteria_16S 154636 154664 39 67 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

659734 Bacteria_16S 328397 328425 39 67 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

659734 Bacteria_16S 334668 334696 39 67 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

659734 Bacteria_16S 369084 369112 39 67 gi| 265678809 |ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

659734 Bacteria_16S 393542 393574 39 71 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

659734 Bacteria_16S 429044 429072 39 67 gi|265678769|ref|NR_029074.1| Corynebacterium 


halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 


427586 429077 Corynebacterium 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


659734 Bacteria_16S 


479531 479559 39 67 


gi| 265678732 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 


brisbanense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 


659734 Bacteria_16S 


boenickei strain W5998 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 
659734 Bacteria_16S 


benzenivorans strain B5 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Pseudonocardia. 
659734 Bacteria_16S 
strain IDA1967 16 
Firmicutes; Bacil 
659734 Bacteria_16S 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae; 
659734 Bacteria_16S 
strain R9242 16S 


659734 Bacteria_16S 
pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 
659734 Bacteria_16S 
strain Z 4493 16S 
Clost 


Firmicutes; ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

659734 Bacteria_16S 669671 669699 39 67 gi|265678603|ref|NR_028908.1 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Arcanobacterium. 

659734 Bacteria_16S 778186 778214 39 67 gi| 265678528 |ref|NR_028832.1 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Gordoniaceae; Gordonia. 

659734 Bacteria_16S 963371 963399 39 67 gi| 265678403 |ref|NR_028705.1 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
659734 Bacteria_16S 969436 969464 39 67 gi|265678398|ref|NR_028700.1 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Kitasatospora. 

659734 Bacteria_16S 986234 986285 46 95 gi| 265678387 |ref|NR_028689.1 
strain FC 097-2 16S ribosomal RNA, complete sequence 984769 986285 Acholeplasma 


Tenericutes; Moll 
659734 Bacteria_16S 
Sapovorans strain 
Bacteria; Firmicutes; 
659734 Bacteria_16S 

auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
659734 Bacteria_16S 
strain LK2-10 16S 


Micromonospora. 
659734 Bacteria_16S 
japonensis strain 


Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; C 
659734 Bacteria_16S 1106127 1106155 39 67 gi| 265678305 |ref|NR_028607.1 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacter 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
659734 Bacteria_16S 1162171 1162199 39 67 gi|228721225|ref|NR_027604.1 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamu 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Na 
Nakamurella. 

659734 Bacteria_16S 1183399 1183427 39 67 gi|228717350|ref|NR_027562.1 


OM 16S ribosomal RNA, 
Clostridia; 


481078 481106 39 67 


524061 524089 39 


67 


533147 533175 39 67 


S ribosomal RNA, partial sequence 
lales; 


Bacillaceae; Bacillus. 
554570 554598 39 67 


in CBS 101.34 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 


569846 569874 39 67 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


581786 581814 39 67 


in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 


633309 633337 39 67 


ribosomal RNA, partial sequence 


994106 994134 39 67 


1032084 1032112 39 67 


n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 


1049004 1049032 39 67 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


1062610 1062638 39 67 


758 16S ribosomal RNA, partial sequen 


complete sequen 
Clostridiales; 


265678731 
nce 


gi 


ales; Coryneba 
gi| 265678703 |ref|NR_029008.1 
ence 522602 524095 Pseudo 


ales; 


gi| 265678697 


Actinomyc 


47962 


Pseu 


531745 53318 


ref|NR_029037.1 
478074 479572 
etales; 


ref |NR_029036.1 


donocardineae; 


ref|NR_029002.1 


Coryneba 


3 481120 Mycoba 
cterineae; Mycobacteriaceae; 


P 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 


cterium boenickei 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


gi| 265678683 |ref|NR_028988.1| Streptomyces 

al sequence 553128 554608 Streptomyces 

; Actinomycetales; Streptomycineae; 
gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
568394 569881 Actinobaculum urinale Bacteria; 

nomycineae; Actinomycetaceae; Actinobaculum. 
gi|265678665|ref|NR_028970.1| Mycobacterium 

sequence 580337 581817 Mycobacterium 

; Actinomycetales; Corynebacterineae; 
gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678382 
ce 99261 


gi 


Syntro 
gi| 265678357 
quence 


Actinomyc 
gi| 265678346 
1047573 10490 


265678336 
ce 10611 


gi 


stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 


stercorihominis DSM 17244 Bacteria; 


Firmicutes; 


Clostridia; Clost 


631874 63335 


phomonadac 


omonospori 


eplasma. 
ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_028659.1 

1030633 103211 
etales; Micromon 


ref|NR_028648.1 


neae; Micromonos 


ref|NR_028638.1 
67 1062648 Chitin 


1 Acetobacterium tundrae Bacteria; 


Arcanobacterium 
Arcanobacterium 
mycineae; 


Gordonia 
Gordonia 
nebacterineae; 


Enterococcus 
Enterococcus 


Kitasatospora 
Kitasatospora 


tomycineae; 


Acholeplasma vituli 


vituli Bacteria; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Micromonospora 

4 Micromonospora 
osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Chitinophaga 
ophaga japonensis 
hitinophaga. 
Bacteroides 
oides acidifaciens 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


R 


181973 118343 
ridiales; Eubact 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 


659734 Bacteria_1 


strain 01-570-1 1 
Firmicutes; 


thermoviolaceus s 


1308545 St 


Actinobacteridae; 


659734 Bacteria_16S 
train DSM 10 16S ribosomal RNA, partia 
Bacil 


subsp. subtilis s 


subsp. 


hafniense strain 
DCB-2 Bacteria; 


Lacto 
659734 Bacteria_1 
metallireducens s 
metallireducens B 
659734 Bacteria_1 
hartmannellae str 
hartmannellae Bac 
659734 Bacteria_1 
limnophilus strai 
limnophilus Bacte 
659734 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
659734 Bacteria_16S 


subtilis B 
659734 Bacteria_16S 


F 
659734 Bacteria_16S 


6S 1221081 1221109 39 67 gi 
6S ribosomal RNA, partial sequence 12 
bacillales; 
6S 1245393 1245421 39 67 gi 
acteria; Firmicutes; Clostridia; 


6S 1248400 1248459 35 95 gi 


6S 1255806 1255838 35 67 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; 
1287358 1287386 39 67 gi 
in YKJ-101 16S ribosomal RNA, partial 
1308507 1308535 39 


67 gi 


ubsp. 


Actinomycetales; Streptomycineae; 
1316133 1316161 39 67 gi 
acteria; Firmicutes; Bacillales; 
1342166 1342194 39 67 gi 
irmicutes; Clostridia; 
1351433 1351461 39 


Clostridiales; 
67 gi 


Carnobacteriaceae; Allofus 


train 853-15 16S ribosomal RNA, partia 
Clost 


ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 


Paenibaci 


eria; Firmicutes; Bacillales; Jeotgali 
thermoviolaceus strain DSM 40443 


reptomyces thermoviolaceus subsp. ther 
Str 


DCB-2 16S ribosomal RNA, partial seque 


DSM 43247 16S rib 
Bacteria; Actinob 


osomal RNA, partial sequence 


1349993 13514 


219878362 
19617 12211 
tis. 
219857537 
1 sequence 
ridiales; 
219857449 
equence 
hlamydiace 
219857194 
sequence 
llaceae; B 
219846053 
sequence 
coccus. 
228721493 
16S ribos 
moviolaceu 
eptomyceta 
228716557 
1 sequence 
laceae; Ba 
228721140 
nce 13406 
Peptococca 
228720546 


659734 Bacteria_16S 


glauca strain K62 


Bacteria; Actinob 
Saccharomonospora 
659734 Bacteria_16S 
n 20CM 16S ribosomal RNA, partial sequ 
Pae 


antarcticus strai 
Bacteria; Firmicu 


659734 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


659734 Bacteria_16S 
n AA459 16S ribosomal RNA, partial seq 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


659734 Bacteria_16S 


subsp. rimosus st 
subsp. rimosus Ba 
Streptomycetaceae 


659734 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


659734 Bacteria_16S 
HKI 0190 16S ribosomal RNA, partial s 


paranensis strain 
paranensis Bacter 
Streptomycetaceae 


659734 Bacteria_16S 
HKI 0186 16S ribosomal RNA, partial s 


terrestris strain 
terrestris Bacter 
Streptomycetaceae 


659734 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


strain LMG 22166 
Firmicutes; Bacil 


659734 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


659734 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


acteria; Actinobacteridae; Actinomycet 


ales; 


Cory 


1417539 1417567 39 67 gi 
16S ribosomal RNA, partial sequence 


1436050 1436078 39 67 gi 


tes; Bacillales; Paenibacillaceae; 
1437589 1437617 35 63 gi 
ccus-Thermus; Deinococci; 
1452808 1452836 39 


Thermales; 
67 gi 


ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1489190 1489218 39 67 
rain JCM 4667 16S ribosomal RNA, 


gi 


Streptomyces. 
1526757 1526781 45 69 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; 
1556996 1557024 39 


’ 


67 gi 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1558490 1558518 39 


La 
67 gi 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1574964 1574992 39 


’ 


67 gi 


1576490 1576518 39 67 gi 


1584089 1584117 39 67 gi 
Viridibacillus. 
67 gi 


lales; Planococcaceae; 


1585644 1585672 39 


Viridibacillus. 
67 gi 


lales; Planococcaceae; 
1587198 1587226 39 
osomal RNA, partial sequence 


laceae; Bacillus. 


acteria; Actinobacteridae; Actinomycet 


506 16S ribosomal RNA, partial sequenc 
T 


compl 
cteria; Actinobacteria; Actinobacterid 


Lactobacillaceae 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
659734 Bacteria_16S 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
659734 Bacteria_16S 
16S ribosomal RNA, partial sequence 1582619 15841 


16S ribosomal RNA, partial sequence 1584175 15856 


224581447 
14160 
ales; Pseu 
224581431 
ence 14345 
nibacillus 
224581430 
e 14361 
hermaceae; 
224581419 
uence 

Actinomyc 


219857134 
ete sequen 
ae; Actino 
219857499 
15252 
; Lactobac 
219846194 
equence 
Actinomyce 


219846193 
equence 
Actinomyce 


219856868 


donocardin 
219856867 


donocardin 
219878489 


219878488 


ref|NR_025501.1 


ref|NR_025125.1 
1243915 124542 
Peptococcaceae; 
ref|NR_025037.1 
1246931 124845 
ae; Neochlamydi 
ref |NR_024822.1 
1254345 125584 
revibacillus. 
ref |NR_025643.1 
1285891 128739 


ref 
omal 
s Ba 


NR_027616.1 
RNA, partia 
cteria; Acti 
ceae; Streptomyc 
ref|NR_027552.1 

1314657 131617 
cillus. 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027594.1 
nebacterineae; 
ref |NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


ref|NR_027213.1 
76 1436085 Paenib 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027200.1 

1451367 145284 
etales; Micromon 


ref|NR_024762.1 
ce 1487741 148922 
mycetales; Strep 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025784.1 

1555586 155703 
tales; Streptomy 


ref |NR_025783.1 

1557082 155852 
tales; Streptomy 
ref|NR_024687.1 


Actinosynne 
NR_024686.1 


eae; 
ref 


Actinosynne 
NR_025628.1 


eae; 
ref 


ref|NR_025627.1 


219878487 


ref |NR_025626.1 


1585730 1587233 Bacillus humi Bacteria; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 

Neochlamydia 
9 Neochlamydia 


o@ 


Brevibacillus 
5 Brevibacillus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Bacillus subtilis 
3 Bacillus subtilis 


1307063 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
G 


ordoniaceae; Gordonia. 
Saccharomonospora 
romonospora glauca 


seudonocardiaceae; 


Paenibacillus 
acillus antarcticus 


Oceanithermus 
thermus profundus 


Micromonospora 
3 Micromonospora 
osporineae; 


Streptomyces rimosus 
5 Streptomyces rimosus 
tomycineae; 


Lactobacillus jensenii 
acillus jensenii 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 


cineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Bacillus humi strain 
Firmicutes; 


659734 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


659734 Bacteria_16S 


aridum subsp. lar 


Actinomycetales; 


1588757 1588785 39 67 gi 


219878486 
16S ribosomal RNA, partial sequence 1587284 15887 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


bacillales; Enterococcaceae; Enterococcus. 
1664952 1664980 39 67 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
gum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
1669553 1669581 39 67 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 


659734 Bacteria_16S 


strain R2014 16S 


659734 Bacteria_16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


659734 Bacteria_16S 


ribosomal RNA, partial sequence 


1668114 16695 


88 Actinomyces nasicola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
1674045 1674073 39 67 gi| 219878426 |ref|NR_025565.1| Amycolatopsis 
rain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
1677065 1677093 39 67 gi|219878424|ref|NR_025563.1| Amycolatopsis 
sp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 


keratiniphila sub 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


659734 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


659734 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


659734 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


659734 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


659734 Bacteria_16S 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


659734 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


659734 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


659734 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


659734 Bacteria_16S 


strain DSM 44494 
Actinobacteria; A 


659734 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


659734 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; Clost 


659734 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


659734 Bacteria_16S 


strain ISP 5293 1 
Actinobacteria; A 


659734 Bacteria_16S 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


659734 Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; 
1678582 1678610 39 67 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1680104 1680132 39 67 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 


al 


1693876 1693904 39 67 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1710758 1710786 39 67 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


eq 
ia 


ce 


al 


1715281 1715309 39 67 gi 
M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; Sphingobacteria; Sphin 


ue 
go. 


1727431 1727459 39 67 gi 
DSM 44223 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

1732019 1732047 39 67 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1736587 1736615 39 67 gi 
ain R10176 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1741195 1741223 39 


s 
A 


se 
e; 
67 gi 
ctinobacteridae; Actinomycetales; Stre 
1744283 1744311 39 67 gi 


R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pt 


ce 
al 


1748833 1748861 39 67 gi 


ridia; Clostridiales; Veillonellaceae; M 


1753369 1753397 39 67 gi 
lales; Bacillaceae; Bacillus. 


1772948 1772976 39 67 gi 


Amycolato 
219878423 


equence 


Actinomyc 


219878422 


16786 


es; Pseu 


219878412 


uence 


les; Pep 


219878401 


17093 


es; Cory 


219878398 


nce 
bacteria 


219878390 


uence 
inomycet 


219878387 


equence 
ctinomyc 


219878384 


quence 


219878380 
16S ribosomal RNA, partial sequence 1739732 17412 


osporang 


219878378 


17428 


es; Stre 


219878375 
6S ribosomal RNA, partial sequence 1747351 17488 
egamonas. 
219878372 
16S ribosomal RNA, partial sequence 1751903 17534 


219878355 


6S ribosomal RNA, partial sequence 1771537 17729 
ctinobacteridae; Actinomycetales; Streptomycinea 
1775944 1775972 39 67 gi| 219878353 
n ISP 5166 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
; Streptomyces. 
1779025 1779053 39 67 gi| 219878351 


agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


Actinomycet 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


NR_025551.1 
1692386 169391 
tococcaceae; Des 
ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


ref |NR_025537.1 
1713828 171532 
les; Sphingobact 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


ref|NR_025529.1 
1725987 172747 
ales; Corynebact 


Mycobacterium 
1 Mycobacterium 
erineae; 


, 


ref|NR_025526.1 
1730570 173206 
etales; Coryneba 


Mycobacterium 
2 Mycobacterium 
cterineae; 


ref|NR_025523.1 
1735130 173662 
ales; Actino 


Actinomyces 
2 Actinomyces 
mycineae; 


Nocardiopsis halophila 
36 Nocardiopsis halophila Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025517.1| Nocardiopsis 

31 1744318 Nocardiopsis metallicus 
ptosporangineae; Nocardiopsaceae; 


ref|NR_025519.1 


ref|NR_025514.1| Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 
ref|NR_025494.1| Streptomyces arenae 
83 Streptomyces arenae Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025492.1| Streptomyces 
1774532 1775979 Streptomyces 
etales; Streptomycineae; 


ref|NR_025490.1| Paenibacillus 
1777548 1779056 Paenibacillus 


659734 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


659734 Bacteria_16S 


decolorationis st 
decolorationis Ba 


659734 Bacteria_16S 


strain Kb2 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniace 
659734 Bacteria_16S 1817090 1817118 39 67 gi| 219878325 |ref|NR_025464.1 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibde 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Kibdelosporangium. 

659734 Bacteria_16S 1843097 1843125 39 67 gi| 219878307 |ref|NR_025446.1 


strain DSM 497 16 
Firmicutes; Bacil 


659734 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


659734 Bacteria_16S 
6S ribosomal RNA, partial sequence 1856650 18581 


strain DSM 9172 1 
Firmicutes; Lacto 


659734 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


659734 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


659734 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


659734 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


659734 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


659734 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


659734 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


659734 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


659734 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


659734 Bacteria_16S 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


659734 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


659734 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


659734 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


659734 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


659734 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


1780576 1780604 39 67 gi|219878350|ref|NR_025489.1 
n DSM 1327 16S ribosomal RNA, partial sequence 1779107 17806 
ria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

1803255 1803283 39 67 gi|219878334|ref|NR_025473.1 
rain LMG 19507 16S ribosomal RNA, partial sequence 1801788 18032 
cteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1810951 1810979 39 67 gi|219878329|ref|NR_025468.1 


bosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


bacillales; Carnobacteriaceae; Trichoc 
1859666 1859694 39 67 gi 
in CCUG 41823 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

1881091 1881119 39 67 gi 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
1882672 1882700 39 67 gi 


oc 


ue 
le 


ridia; Clostridiales; Veillonellaceae; S 


1884248 1884276 39 67 gi 
s 


ridia; Clostridiales; Veillonellaceae; 


1885827 1885855 39 67 gi 
ridia; Clostridiales; Veillonellaceae; S 
1909775 1909803 39 67 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1912792 1912820 39 67 gi 


al 
oc 


Ureibacillus. 
67 gi 


lales; Planococcaceae; 


1941767 1941795 39 
lales; Bacillaceae; Bacillus. 
1943312 1943340 39 67 gi 


lales; Paenibacillaceae; Paenibacillus. 
1981350 1981378 39 67 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

2033124 2033152 39 67 gi 
FR-11 16S ribosomal RNA, partial sequ 


tes; Bacillales; Alicyclobacillaceae; 


al 
ba 


en 
Al 


1809512 18109 


1841624 18431 


cus. 


219878295 


sequ 
Actin 


219878279 


nce 


Ss; Ve 


219878278 
6S ribosomal RNA, partial sequence 1881182 18827 
poromusa 
219878277 
6S ribosomal RNA, partial sequence 1882756 18842 
poromusa 
219878276 
6S ribosomal RNA, partial sequence 1884339 18858 


sequ 
occac 


219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878208 


sequ 
cteri 


219878174 


ce 20 
icycl 


2037716 2037744 39 67 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


2040832 2040860 39 67 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2050225 2050253 39 67 gi 
n DSM 6283 16S ribosomal RNA, partial 

ria; Firmicutes; Clostridia; Clostridi 
2051786 2051814 39 67 gi 


eq 
co 


se 


al 


ridia; Clostridiales; Veillonellaceae; A 


659734 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


2096065 2096093 39 67 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


219878170 


20 
c 


e 
es; 


219878168 


uence 
ccace 


219878159 


quenc 
es; V 


219878158 
6S ribosomal RNA, partial sequence 2050314 20 


naero 


lales; Bacillaceae; Bacillus. 
1855180 1855208 39 67 gi| 219878298 |ref|NR_025437.1 
rain CCUG 44365 16S ribosomal RNA, partial sequence 18537 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatell 
1858134 1858162 39 67 gi|219878296|ref|NR_025435.1 


69 Trichococcus 


ref i 
e 1858220 18597 
cetales; Coryne 


enc 
omy: 


1879598 18 
onellaceae; 
ref 
05 Sporomusa 


811 


pi Si Pro 


ref 
88 Sporomusa 


ref 


ref el 
e 1908318 19098 
; Aerococcus. 

ref 
21 Ureibacillus 


enc 
eae 


ref 


ref 


ref 
e 1979903 19813 
Actinomycetal 


enc 
dae 


La 
ref 
81 2033165 Alicy 
cillus. 

ref 


84 2037751 Coryn 
nebacterineae; 


316 
oba 


362 
ory 


ref 
2039358 20408 
Dolosicoccus. 
ref 
2048758 20502 
lonellaceae; An 
ref 


ae; 
e 

eil 
518 


sinus. 


219878125 


ref 


NR_025434.1 


NR_025418.1 


NR_025417.1 
sphaeroides Bacteria; 


NR_025416.1 
malonica Bacteria; 


NR_025415.1 
66 Sporomusa acidovorans Bacteria; 


poromusa. 


219878257 NR_025396.1 


NR_025394.1 
NR_025373.1 


02 Bacillus shackletonii Bacteria; 


NR_025372.1 
47 Paenibacillus 


NR_025347.1 


NR_025313.1 


NR_025309.1 


NR_025307.1 


NR_025298.1 


NR_025297.1 
24 Anaerosinus glycerini Bacteria; 


NR_025264.1 
2094597 2096103 Bacillus hwajinpoensis Bacteria; 


1 


9 


a 


1 
P 


2 


0 
b 


3 
Pp 


1 


8 
e 


Cc 


2 
Cc 


6 


6 
a 


a. 


Paenibacillus 
9 Paenibacillus 


Bacillus 
0 Bacillus 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Kibdelosporangium 

osporangium aridum 

seudonocardiaceae; 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Globicatella 
6 1855215 Globicatella 


Trichococcus palustris 


palustris Bacteria; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Propionispora 
1 Propionispora 


ionispora. 
Sporomusa sphaeroides 


Sporomusa malonica 


Sporomusa acidovorans 


Aerococcus 


6 Aerococcus 


Ureibacillus terrenus 


terrenus Bacteria; 


Bacillus shackletonii 


Paenibacillus cookii 
cookii Bacteria; 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Alicyclobacillus 
lobacillus hesperidum 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Dolosicoccus 
7 Dolosicoccus 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Anaerosinus glycerini 


Bacillus hwajinpoensis 


659734 Bacteria_16S 2100583 2100611 39 
aquiterrae strain GW-9 1 
Bacteria; Actinobacteria 
Nocardioides. 

659734 Bacteria_16S 2115811 2115839 39 
strain TF-9 16S ribosoma 
Firmicutes; Bacillales; Planococcaceae; 
659734 Bacteria_16S 2124912 2124940 39 
strain TF-12 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacillaceae; 
659734 Bacteria_16S 2126468 2126496 39 
strain TF-11 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacillaceae; 
659734 Bacteria_16S 2135488 2135516 39 
strain ATCC 19422 


, 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium; Mycobacterium tuberculosis complex. 

659734 Bacteria_16S 2226240 2226268 39 67 gi|219857582|ref|NR_025170.1 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 222627 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
659734 Bacteria_16S 2227801 2227829 39 67 gi|219857581|ref|NR_025169.1 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

659734 Bacteria_16S 2310021 2310049 39 67 gi|219857523|ref|NR_025111.1 


strain DSM43926 1 


659734 Bacteria_16S 
strain FI-13295 1 


2328249 2328277 39 


659734 Bacteria_16S 
NRRL B-24104 16S 


2343207 2343235 39 
ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; 


659734 Bacteria_16S 2382663 2382691 39 
strain YKJ-10 16S 
Firmicutes; Bacillales; Bacillaceae; 
659734 Bacteria_16S 2384177 2384205 39 


strain IMMIB D-15 


659734 Bacteria_16S 
aquimarina strain 
Bacteria; Firmicutes; 
659734 Bacteria_16S 
pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rhodococcus. 

659734 Bacteria_16S 2432859 2432887 39 
chinjuensis strai 
Bacteria; Firmicutes; 
659734 Bacteria_16S 


2399338 2399366 39 


Bacillales; 
2422464 2422492 39 


Bacillales; 
2445059 2445087 39 


koreense strain JGO7 16S ribosomal RNA, partial sequenc 


Bacteria; Firmicutes; 
659734 Bacteria_16S 

olivapovliticus s 
olivapovliticus Bacteria; 
659734 Bacteria_16S 
strain DNP505 16S 


Bacillales; 
2449643 2449671 39 


Firmicutes; 
2497741 2497769 39 


659734 Bacteria_16S 
strain ATCC 43198 
Firmicutes; Lactobacillales; 
659734 Bacteria_16S 2644093 2644121 39 
campinasensis str 
campinasensis Bacteria; 
659734 Bacteria_16S 

nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; Nocardioides. 
659734 Bacteria_16S 


2591854 2591882 39 


Firmicutes; 
2657625 2657653 39 


2659149 2659177 39 


67 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


67 


1 RNA, partial sequence 


Planococcus. 
67 
sequence 


Bacillus. 


67 
sequence 


Bacillus. 


67 


16S ribosomal RNA, partial sequence 


Streptosporangineae; Streptosp 

67 gi|219857511|ref|NR_025099.1 

77 Mycobacterium 

nebacterineae; Mycobacteri 

67 gi|219857500|ref|NR_025088.1 
sequence 2341772 23432 

Pseudonocardineae; Pseudonocar 

67 gi|219857472|ref|NR_025060.1 


ribosomal RNA, partial sequence 
Bacillus. 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


SW28 16S ribosomal RNA, partial seque 


rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 


n WN9 16S ribosomal RNA, partial seque 


train WW2-SN4a 16S ribosomal RNA, part 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
16S ribosomal RNA, partial sequence 


ain 324 16S ribosomal RNA, partial seque 


train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 


219878122 
nce 20991 
ales; 


gi 


gi|219857658 
2114343 21158 


gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


219857645 
21340 


gi 


6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


2381197 23827 


erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; Aeromicrobium. 


Prop 


ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 


ref|NR_025247.1 


ref |NR_025241.1 


ref |NR_025240.1 


ref |NR_025234.1 
40 2135523 Mycoba 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Mycobacterium doricum 
doricum Bacteria; 

aceae; Mycobacterium. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


2657714 265918 


67 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
2382752 2384208 Nocardia abscessus Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 
67 gi|219857461|ref|NR_025049.1| Sporosarcina 
nce 2397869 2399376 Sporosarcina aquimarina 
Planococcaceae; Sporosarcina. 
67 gi|219857445|ref|NR_025033.1| Rhodococcus 
equence 2421026 2422502 Rhodococcus 
ae; Actinomycetales; Corynebacterineae; 
67 gi|219857436|ref|NR_025024.1| Paenibacillus 
nce 2431410 2432897 Paenibacillus chinjuensis 
Paenibacillaceae; Paenibacillus. 
67 gi|219857423|ref|NR_025011.1| Planomicrobium 
e 2443592 2445097 Planomicrobium koreense 
Planococcaceae; Planomicrobium. 
67 gi|219857420|ref|NR_025008.1| Alkalibacterium 
ial sequence 2448175 2449681 Alkalibacterium 
Lactobacillales; Carnobacteriaceae; Alkalibacterium. 
67 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
2496307 2497779 Rhodococcus koreensis Bacteria; 
nebacterineae; Nocardiaceae; Rhodococcus. 
67 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
2590379 2591887 Enterococcus cecorum Bacteria; 
Enterococcaceae; Enterococcus. 
67 gi|219857229|ref|NR_024857.1| Paenibacillus 
nce 2642624 2644131 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 
67 gi|219857219|ref|NR_024847.1| Nocardioides 
l sequence 2656189 2657663 Nocardioides 
dae; Actinomycetales; Propionibacterineae; 
67 gi|219857218|ref|NR_024846.1| Aeromicrobium 


7 Aeromicrobium 


659734 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
659734 Bacteria_16S 


silvatica strain 


silvatica Bacteri 


Streptosporangiac 


659734 Bacteria_16S 
voinovskiensis st 
voinovskiensis Ba 
659734 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


659734 Bacteria_16S 
oxidotolerans str 


oxidotolerans Bac 


659734 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 
Firmicu 
659734 Bacteria_16S 


Bacteria; 


strain AM31D 16S 
Firmicutes; Bacil 


659734 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


659734 Bacteria_16S 


strain JCM 9920 1 


strain JCM 4662 1 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


659734 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


659734 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


659734 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


659734 Bacteria_16S 


minutisporangium 


2681723 2681751 39 67 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2693601 2693629 39 67 gi 
TT 00-51 16S ribosomal RNA, partial se 


1 


eae; Planotetraspora. 

2697967 2697995 39 67 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 


2699521 2699549 39 67 gi 


ac 


laceae; Bacillus. 
2707157 2707185 39 67 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2723642 2723670 39 67 gi 
tes; Bacillales; Alicyclobacillaceae; Al 
2726737 2726765 39 67 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2773048 2773076 39 67 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2774584 2774612 39 


Ac 


r 


67 gi 


Stre 
gi 


pt 
2776122 2776150 39 67 
Stre 
2777661 2777689 39 67 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2786689 2786717 39 67 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2788268 2788296 39 67 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

2797056 2797084 39 67 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2798576 2798604 39 67 gi 
strain IFO 15962 16S ribosomal RNA, pa 


pt 
se 


v 


ia 
cl 


ce 
Al 


al 
e; 


rt 


Ca 


6S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 
6S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 


Actino: 


219857202 
sequence 
rnobacte 
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a; Actinobacteria; Actinobacteridae; Act 
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omyci 
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1 seq 
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sequ 
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e 
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219857118 


ial sequ 


cet 


Ano. 
219857189 


2698052 2699555 Bacil 


s Family 
219857173 


oba 


219857170 
2725265 27 


tinomyce 


nea 
219857133 


nea 
219857132 


omycet 


ref |NR_024830.1 
2680270 268176 
riaceae; Alkali 
ref |NR_024821.1 
2692168 269363 
ales; Streptosp 


’ 


ref |NR_024818.1 
2696496 269800 
xybacillus. 
ref|NR_024817.1 
lus asahii Bact 


ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024798.1 


ref|NR_024764.1 
2771601 277308 
tales; 


ref|NR_024763.1 
19 Streptomyces 
e; Streptomyceta 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomyceta 
ref|NR_024760.1 

2776208 277769 
etales; Strepto 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024747.1 
e 2795622 279709 
ales; Micro 


ref 
ence 


NR_024746.1 
279714 
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Oo 
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Streptomy 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Planotetraspora 
9 Planotetraspora 
rangineae; 


Anoxybacillus 
1 Anoxybacillus 
Bacillus asahii strain 
ria; Firmicutes; 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Alicyclobacillus 
lobacillus pomorum 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Alicyclobacillus 

5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Actinoplanes 
4 Actinoplanes 


monosporineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 


659734 Bacteria_16S 


strain IFO 12513 
Actinobacteria; A 
659734 Bacteria_ 
strain IFO 13911 
Actinobacteria; A 
659734 Bacteria_ 
strain IFO 14915 
Actinobacteria; A 
659734 Bacteria_ 
strain IFO 12512 
Actinobacteria; A 


659734 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


659734 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


osporangiaceae; Cryptosporangium. 
2800098 2800126 39 67 gi 
ctinobacteridae; Actinomycetales; Micr 
6S 2801621 2801649 39 67 gi 


om 


ctinobacteridae; Actinomycetales; Micr 
6S 2803142 2803170 39 67 gi 


om 


ctinobacteridae; Actinomycetales; Micr 
6S 2804663 2804691 39 67 gi 


om 


ctinobacteridae; Actinomycetales; Micr 
2806186 2806214 39 67 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2807707 2807735 39 67 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
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659734 Bacteria_16S 


16S ribosomal RNA, partial sequence 2798665 28 


16S ribosomal RNA, partial sequence 2800187 28 


16S ribosomal RNA, partial sequence 2801710 28 


16S ribosomal RNA, partial sequence 2803231 28 
omonosp 
219857113 


Actin 


Actin 
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fo) 


01 


onospori 


219857116 
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fo} 
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onospori 


219857115 
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2809229 2809257 39 67 gi 


219857111 


campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 


ref |NR_024745.1 


neae; Micromonos 
ref |NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 

2804752 280622 
cetales; Micromo 


ref |NR_024740.1 
2806275 280774 
cetales; Micromo 


Actinoplanes lobatus 


36 Actinoplanes lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


ref |NR_024739.1 
2807796 280926 


Actinoplanes 
7 Actinoplanes 


GCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTTGTAAGGGAAGAAAAT 
TTGGAAGAGGAAATGCTTTCGAACTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGA 
TTTATTGGGCGTATAGGGTGCGTAGGCGGTTTTGTAAGTTCAGGGTTAAAGTCCGAGGCTCAACCTCGGTTCGCCTTGAAAACTACATCACTAGAATGCAAGAGA 
GGTAAACGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAAAGCGGTTTACTGGCTTGTTATTGACGCTGAGGCACGAAAGC 
GTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTATTAAGTGTCGGGGGTTTACCTCGGTGCTGCAGCTAACGCATTAAATACTC 
CGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTAC 
CAGGGCTTGACATCCAGTGCAAAGCTACAGAGATGTAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAA 
GTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATC 
ATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGATACAAAGAGTCGCAATCCAGTGATGGGGAGCTAATCTCAAAAAGTCGGTCTCAGTTCGG 
ATTGAAGGCTGCAACTCGCCTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAC 
ACCATGAGAGTTGGTAATACCAGAAGTAGGTAGCTTAACCGTAAGGGGAGCGCTTCCCAAGGTAGGATTAGCGATTGGGGTGAAGTCGTAACAAGGTATCCGTAC 
GGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAATAATGATGGAGAGTTTGATCCTGG 
CTCAGAACGAACGCTGGCGGCGCGTCTTAACCATGCAAGTCGAGCGGCAGGCAGCAATGCCGAGAGCGGCGGACTGGTGAGTAACACGTGGATAACGTACCCCGA 
TGTCCGGGACAGCCTGTAGAAATAGAGGGTAATACCGGATAGATCACTGTTTACGTGAGGTAGACAGCGGGAAAGGAGCTTCGGCTCCGCGACGGGATCGGTCTG 
CGGCCCATCAGCTGGACGGCGGGGTAAAGGCCCGCCGTGGCGAGGACGGGTATCCGGCCTGAGAGGGCGGACGGACACATTGGGACTGAGATACGGCCCAGACTC 
CTACGGGAGGCAGCAGGTAAGAATATTCCGCAATGGGGGGAACCCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCCGGAAGGTTGTAAAGTTCTTTTCTGTCC 
GAGGAATAAGTTTTGGAGGAAATGCCGGGACGGTGACGGTAGGGCAGGAATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGT 
TGTTCGGAATTATTGGGCGTAAAGGGCATGCAGGCGGGTCGCCAAGCTTGGTAAGAAATACCGGGGCTCAACTCCGGAGCTATATTGAGAACTGGCGAGCTAGAG 
TTGCCGAAGGGTATCCGGAATTCCGCGTGAAGGGGTGAAATCTGTAGATATGCGGAAGAACACCGATGGCGAAGGCAGGATACCGGCGGACGACTGACGCTGAGG 
TGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTCAACGATGTACACTGGGCGTGTGCGCAAGAGCGTGCGTGCCGAAGCAAACGCG 
ATAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGGTACGCGA 
GGAACCTTACCTGGGTTTGACATCAAGAGGGATCATATAGAGATATGTGAGCGTAGCAATACGGCTCTTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGT 
GAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCGGTTACTAACAGGTAGCGCTGAGGACTCAGGCGGAACTGCCTGCGACAAGCAGGAGGAAGG 
CGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGCCACAGAGCGGGGCGAAGCCGAGAGGCGGAGCAGAACGCAGA 
AAAGCGGTCGTAGTCCGGATTGAAGTCTGAAACTCGACTTCATGAAGCTGGAATCGCTAGTAACCGCACATCAGCACGGCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATCCGAGCAGGGGGTACCCGAAGCCGGCAGTCCAACCGCAAGGGGGACGCTGTCGAAGGTACGCTTTGTGAGGGGGGTGAAGTCG 
TAACAAGGTAGTCGTACCGGAAGGAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTTGGTTCAGGATGA 
ACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACTAGCAATAGTGAGTGGCGAACGGGTGAGTAACACGTAGGTAACTTACCTCTAAGACGAGGATAACG 
ACTGGAAACGGTCGCTAAAACTGGATAGGATCTTTGGAGGCATCTCTGGAGATTTAAAGGGGCTTTACAGCCACACTTAGAGAAAGGCCTGCGGCGCATTAGCTA 
GTTGGTGGGGTAGAGGCCTACCAAGGCGATGATGCGTAGCCGGACTGAGAGGTCGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGC 
AGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAATGAAGAAGTATTTCGGTATGTAAAGTTCTTTTATTGAGGAAGAATGTCTAGG 
TTAGGAAATGAACTTAGAGTGACGGTACTCAATGAATAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGATTTATT 
GGGCGTAAAGGGTGCGTAGGCGGCTTGTTAAGTCTAAGGTGTAAGTGCAGAGCTCAACTCTGTGATGCTTTAGAAACTGGTGAGCTAGAGATAGATAGAGGCAAG 
TGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGTCTATACTGACGCTGAGGCACGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTTGGGGGAACCCAGTGCTGTAGTTAACATATTAAGTACTCCGCCTGAGT 
AGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGACCCCGCACAAGCGGTGGATGATGTTGTTTAATTCGAAGATACGCGAAAAACCTTACCAGGTCTTG 
ACATACTCTGCAAAGCTATAGAGATATAGTGGAGGTTAACAGATGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATTGCTAGTTACCATCATTCAGTTGGGGACTCTAGCGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACAAACGTCATACAATGGCTGAAACAAAGAGAAGCRAAGCAGTGATGTGGAGCAAAACTCATAAAAGCAGTCTCAGTTCAGATTGTAGT 
CTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCTCGGGGTTTGTACACACCGCCCGTCAAACCACGAAA 
GTTGATAATACCCAACGCCGGTGGCCTAACCGCAAGGAGGGAGCCGTCTAAGGTAGGATCAATGATTGGGGTTAAGTCGTAACAAGGTATCCCTACGGGAACGGA 
TGCGGCTGGATCACCTCCTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGATTGAACGCTGGC 
GGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGGAGCTTGCTCCTTGGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGG 
GGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTA 
GTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGTGTTGA 
GGTTAATAACCTCAGCAATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGG 
GTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACC 
GCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAAC TCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAG 
TCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACC 
GTAGGGGAACCTGCGGCTGGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGATTGAACG 
CTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGGAGCTTGCTCCTTGGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGAT 
GGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATT 
AGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGT 
ATTGTGGTTAATAACCGCAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAA 
TTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCGAAACTGGCAGGCTAGAGTCTTGTAGA 
GGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGT 
CGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACC 
TTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATG 
ACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGG 
TAACCGTAGGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGATT 
GAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGCAGCTTGCTGCTTCGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGC 


campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Actinoplanes. 
659734 Bacteria_16S 2827258 2827286 39 
strain IFO 12702 
Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 2831841 2831869 39 67 


67 


kasugaensis strain M338-Ml1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


kasugaensis Bacte 
Streptomycetaceae; 
659734 Bacteria_16S 
strain IMC S-0802 
Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 2834905 2834933 39 67 

strain MK703-102F 
Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 2878282 2878310 39 67 

halophilum strain 
halophilum Bacteria; 
659734 Bacteria_16S 


Streptomyces. 


2833379 2833407 39 67 


Firmicutes; Bacillales; 
2881413 2881441 39 67 
strain JCM9731 16S ribosomal RNA, partial sequence 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 
659734 Bacteria_16S 2938969 2938997 39 67 
cyanogriseus stra 


cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 


Pseudonocardiaceae; Actinoalloteichus. 

659734 Bacteria_16S 2940490 2940518 39 

IFO 16102 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 2942009 2942037 39 67 
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aurantiacum strain YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
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Micromonosporaceae; Virgisporangium. 
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ochraceum strain 
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brevicatena strain YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


brevicatena Bacte 
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659734 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 2978421 2978449 39 67 
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macrosporus strain A1201 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 


macrosporus Bacte 
Streptomycetaceae; 
659734 Bacteria_16S 
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Streptomyces. 
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Streptomyces. 
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Streptomycetaceae; 
659734 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
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659734 Bacteria_16S 3028499 3028527 39 67 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, 
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ref |NR_024639.1 
eae; Gordoniacea 
ref |NR_026530.1 

2976976 297845 
etales; 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


ref |NR_026528.1 

2980041 298152 
mycetales; Strep 
ref|NR_026525.1 
Nocardiacea 
NR_026524.1 


e 298615 
etales; Cory 


eae; 
ref 

uenc 
omyc 
ref|NR_026523.1 


Gordoniace 
NR_026515.1 


eae; 
ref 


ref|NR_026497.1 


gi 


ae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
Sporic 


porichthya. 
Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 


28 2833415 Streptomyces albulus Bacteria; 
aceae; 


Streptomyces. 
Nocardia vinacea 


66 2834941 Nocardia vinacea Bacteria; 
Corynebacterineae; 


Nocardia. 
Salimicrobium 
5 Salimicrobium 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
Pseudonocardineae; 


mataceae; Lentzea. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Sporichthya 
9 Sporichthya 


ae; Sporichthyaceae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 


tomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 
ae; 


Skermania. 
Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Desulfonispora 


partial sequence 3027026 3028532 Desulfonispora 
Clostridiales; Peptococcaceae; Desulfonispora. 


659734 Bacteria_ 


tabacinasalis str 
tabacinasalis Bac 
659734 Bacteria_16S 
gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 
659734 Bacteria_16S 


strain ATCC 25470 


Actinobacteria; Actinoba 
659734 Bacteria_16S 
strain GY-1 16S ribosoma 
Deinococcus-Thermus; 
659734 Bacteria_16S 
617-93 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


659734 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


659734 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


659734 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


659734 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


659734 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


659734 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


659734 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


659734 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


659734 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


659734 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


659734 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


659734 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial se 


paludosum strain 
paludosum Bacteri 


659734 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


659734 Bacteria_16S 
in DSM 2925 16S ribosomal RNA, partial 
eria; 
659734 Bacteria_16S 

DSM 1911 16S ribosomal RNA, partial se 
a; 
659734 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


wieringae strain 
wieringae Bacteri 


strain DSM 1030 1 
Firmicutes; Clost 


ridia; 


16S 3048368 3048396 39 67 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3104017 3104045 39 67 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3105543 3105571 39 67 gi 
16S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Stre 
3139966 3139994 35 63 gi 
1 RNA, partial sequence 
Deinococci; Thermales; 

3141523 3141551 39 


’ 


Thermaceae; 
67 gi 

lales Family XI. Incertae Sedis; 

3143083 3143111 39 67 

S ribosomal RNA, partial sequence 

lales; Bacillales Family XI. 

3149080 3149108 39 

51 16S 

acteria 


Gemel 
gi 


Incertae 
67 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycet 


, 


al 


3155242 3155270 39 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3176549 3176577 39 67 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3206966 3206994 39 67 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


67 gi 


oc 


s 


ce 
al 


3208484 3208512 39 67 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3214463 3214491 39 67 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3215985 3216013 39 67 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ia 
e; 


ti 
da 


al 


3274960 3274988 39 67 gi 


ridia; Clostridiales; Eubacteriaceae; 
3276469 3276497 39 67 gi 


Eu 


ridia; Clostridiales; Eubacteriaceae; 
3277988 3278016 39 67 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3279497 3279525 39 67 gi 


Ac 


eq 
le 


qu 
Clostridiales 


67 gi 


a; Firmicutes; Clostridia; 


3281016 3281044 39 
ridia; Clostridiales; Eubacteriaceae; 
3282535 3282563 39 67 gi 


Ac 


s 
Clostridia 


gi 


Firmicutes; Clostridia; 

3284059 3284087 39 67 
qu 
Clostridiales 


67 gi 


Firmicutes; Clostridia; 
3285584 3285612 39 


Clostridiales; Eubacteriaceae; Ac 


se 
ro 


qu 


pt 


Se 


en 


219846890 
quence 
coccacea 
219846853 
ence 
Actinomy 


219846852 


219846819 
ce 31537 
caceae; 
219846804 
equence 
Actinomyc 


219846784 


219846783 


1 


219846778 
al seque 


e; 


219846777 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 
bacteriu 
219846737 
6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 
219846736 
uence 


S; 


219846735 
ence 


’ 


219846734 
6S ribosomal RNA, partial sequence 3279583 32810 
etobacte 
219846733 
equence 
les; 
219846732 
ence 


, 


219846731 
6S ribosomal RNA, partial sequence 3284145 32856 
etobacte 


659734 Bacteria_16S 


3322114 3322142 39 67 gi 


219846705 


omycinea 
219846829 
3138565 31400 
M 


es; 


es; 


Actinomycet 


es; 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref|NR_026445.1 
102586 310404 
cetales; Micromo 


Ww 


ref|NR_026444.1 
98 3105578 Strept 
e; Streptomyceta 
ref|NR_026421.1 


31040 


ref 
lab 


NR_026420.1 
ergeri Bacte 


ref|NR_026419.1 
Gemella. 
ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


31476 
Cory 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref|NR_026396.1 
175122 317658 
etales; Coryneba 


w 


Facklamia 
3 Facklamia 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
eiothermus. 
219846828 
3140051 3141558 Gemel 
la 
219846827 
3141609 31431 
dis; 
219846823 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Corynebacterium 

0 Corynebacterium 
cterineae; 


ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


32055 
Cory 


ref|NR_026375.1 
ce 3207052 320851 
ales; Coryne 


sequen 


ref 
nce 
omyc 


NR_026370.1 

321302 
Actin etales; Cory 
ref |NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


32145 
Cory 
ref |NR_026330.1 
m. 
ref |NR_026329.1 
rium. 
ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetob 
ref |NR_026326.1 


Eubac 


Eubact 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


Eub 


Eubact 


rium. 


Corynebacterium 
bacterium mastitidis 


orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 


bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 


nebacterineae; 


Corynebacterium 


bacterium imitans 
orynebacteriaceae; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 


3 Acetobacterium 
bacterium. 


Acetobacterium 


2 Acetobacterium 
acterium. 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 


0 Acetobacterium 
tobacterium. 


Acetobacterium 


4 Acetobacterium 
acterium. 


Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


ref |NR_026297.1 


Gordonia hirsuta 


strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


659734 Bacteria_16S 3323632 3323660 39 67 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 
659734 Bacteria_16S 3325167 3325195 39 67 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
659734 Bacteria_16S 3329734 3329762 39 67 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
659734 Bacteria_16S 3331263 3331291 39 67 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
659734 Bacteria_16S 3341821 3341849 39 67 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
659734 Bacteria_16S 3344868 3344896 39 67 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
659734 Bacteria_16S 3346395 3346423 39 67 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 


659734 Bacteria_16S 3381585 3381613 39 67 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
659734 Bacteria_16S 3390630 3390658 35 63 gi|219846652|ref|NR_026244.1| Meiothermus 
chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

659734 Bacteria_16S 3447348 3447376 39 67 gi|219846612|ref|NR_026204.1| Clostridium viride 


strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
659734 Bacteria_16S 3473358 3473386 39 67 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


659734 Bacteria_16S 3474893 3474921 39 67 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 
strain : DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

659734 Bacteria_16S 3476416 3476444 39 67 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
659734 Bacteria_16S 3477942 3477970 39 67 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
659734 Bacteria_16S 3493171 3493199 39 67 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
659734 Bacteria_16S 3537051 3537079 39 67 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
659734 Bacteria_16S 3538607 3538635 39 67 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
659734 Bacteria_16S 3543305 3543333 39 67 gi|219846548|ref|NR_026140.1| Bacillus clausii 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
659734 Bacteria_16S 3544861 3544889 39 67 gi|219846547|ref|NR_026139.1| Bacillus pseudofirmus 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


659734 Bacteria_16S 3546417 3546445 39 67 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

659734 Bacteria_16S 3602910 3602938 39 67 gi| 219846505 |ref|NR_026097.1| Actinomyces 


hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


659734 Bacteria_16S 3723955 3723983 39 


sporothermodurans strain M215 16S ribosomal RNA, partial 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; 


659734 Bacteria_16S 3853157 3853185 39 


cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 


659734 Bacteria_16S 3897804 3897832 39 


muriaticus strain X-1 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
659734 Bacteria_16S 
strain IFO 15474 


Lactobacillales; 
3902230 3902258 39 


Herbidospora. 
659734 Bacteria_16S 
strain IFO 15965 


3903745 3903773 39 


659734 Bacteria_16S 
strain W4937 16S 


4116769 4116797 39 
ribosomal RNA, 


659734 Bacteria_16S 4127526 4127554 39 


strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


659734 Bacteria_16S 4132055 4132083 39 
campisalis strain SF-57 
Bacteria; Firmicutes; 
659734 Bacteria_16S 


Bacillales; 
4172189 4172217 39 


strain 1843-02 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Firmicutes; Lactobacillales; 


659734 Bacteria_16S 4173717 4173745 39 


nitratireducens strain Met 79 16S ribosomal RNA, partial 
Clostridia; 


nitratireducens Bacteria; Firmicutes; 
659734 Bacteria_16S 4193588 4193616 39 
strain ATCC 29799 
Bacteria; Bacteroidetes; Bacteroidia; 
659734 Bacteria_16S 4202494 4202522 39 
olivochromogenes 
olivochromogenes 
Streptomycetaceae; 
659734 Bacteria_16S 
strain B7319 16S 


Streptomyces. 
4203992 4204020 39 


659734 Bacteria_16S 4222364 4222392 39 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Anaerobacillus. 
659734 Bacteria_16S 4243389 4243417 39 


marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


marimammalium Bacteria; Firmicutes; 
659734 Bacteria_16S 267642 267669 34 


strain OXB 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 


659734 Bacteria_16S 275203 275230 34 


strain S-16 16S ribosomal RNA, partial sequence 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Planococcaceae; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


67 gi 


67 gi 
67 gi 


67 gi 


16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


67 gi 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; 


67 gi 


41 


67 gi| 219846132 
4126077 41275 
Streptomycinea 

67 gi| 219846126 


16S ribosomal RNA, partial sequence 41305 
Marinibacillus. 


67 gi| 219846099 
4170715 41722 

Vagococcus. 

67 gi|219846098 


67 gi 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


67 gi 


strain DSM 40451 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; 


67 gi 


67 gi 


4220889 4222400 Bacil 


67 gi 


61 gi 


61 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


659734 Bacteria_16S 577323 577350 34 


valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequenc 
Betaproteobacteria; 


valerianellae Bacteria; Proteobacteria; 
659734 Bacteria_16S 690920 690955 35 
strain DSM 30039 


61 gi 


70 gi 


16S ribosomal RNA, partial sequence 689459 69096 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


659734 Bacteria_16S 804304 804331 34 


strain PG14 16S ribosomal RNA, partial sequence 


61 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


659734 Bacteria_16S 807315 807342 34 


thermophilum strain 7 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


thermophilum Bacteria; 
Thermodesulfobacterium. 
659734 Bacteria_16S 825632 825659 36 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


659734 Bacteria_16S 898349 898376 39 


strain E6844 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Firmicutes; Lactobacillales; 


61 gi 


Thermodesulfobacter 


63 gi 


824212 825662 Bosea 


66 gi 


Frankineae; 


Clostridiales; 


Bacteroidace 


4202580 42040 
Streptomycinea 


Streptococca 


266185 26767 


273748 27524 


802889 80433 


219846419 


219846327 


219846297 


38963 


219846294 


Streptosporangineae; 


219846293 


219846140 
15405 41168 


sequence 


219846080 
41921 


219846074 


Acti 


219846073 


219846060 


219846040 


265678882 


265678877 


265678668 


Burkh 
265678589 


Enterobac 
265678510 


265678508 
80584 


265678496 


sequence 


ref|NR_026010.1 
Bacillus. 
ref|NR_025917.1 


ref|NR_025887.1 


ref |NR_025884.1 
68 Herbidospora 


ref|NR_025883.1 


ref|NR_025730.1 


ref|NR_025722.1 
64 Streptomyces 


ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025689.1 


ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025670.1 


Bacteroides. 
ref|NR_025664.1 
ence 420108 
nomycetales; Str 


ae; 


ref|NR_025663.1 
27 Streptomyces 
e; Streptomyceta 
ref|NR_025650.1 
lus macyae Bacte 


ref|NR_025630.1 

4241925 424342 
ceae; Streptococ 
ref|NR_029188.1 


ceae; Oxalobacte 
ref|NR_029183.1 


ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028894.1 


teriaceae; Citro 
ref |NR_028813.1 


ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref |NR_028799.1 
vestrisii Bacte 


265678446 


Enterococcus. 


Bacillus 


3722493 3723989 Bacillus 


Acetivibrio 


3851732 3853195 Acetivibrio 


Acetivibrio. 
Tetragenococcus 


31 3897842 Tetragenococcus muriaticus 
Enterococcaceae; Tetragenococcus. 


Herbidospora cretacea 


cretacea Bacteria; 
Streptosporangiaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
Cryptosporangiaceae; Cryptosporangium. 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Streptomyces africanus 


africanus Bacteria; 
e; Streptomycetaceae; 


Streptomyces. 
Marinibacillus 
bacillus campisalis 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Bacteroides capillosus 


39 4193621 Bacteroides capillosus 


Streptomyces 
2 4202529 Streptomyces 
eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Bacillus macyae strain 
ria; Firmicutes; 


Streptococcus 

4 Streptococcus 

cus. 

Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


r. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Bosea vestrisii strain 
ria; Proteobacteria; 


ref |NR_028748.1 


Enterococcus avium 


896853 898376 Enterococcus avium Bacteria; 


659734 Bacteria_16S 957164 957191 36 63 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

659734 Bacteria_16S 1225637 1225664 40 67 gi|219878314|ref|NR_025453.1| Streptococcus 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

659734 Bacteria_16S 1393453 1393480 34 61 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 


strain MP145 16S 
Tenericutes; Moll 


659734 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


659734 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


659734 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


659734 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


659734 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


659734 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


659734 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


659734 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


659734 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


659734 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


659734 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


659734 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


659734 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


659734 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


659734 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


659734 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


659734 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


659734 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


659734 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


659734 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


659734 Bacteria_16S 


ATCC 700122 16S r 
Actinobacteria; C 


1392046 13934 


ribosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 
1567386 1567421 32 


67 


ibosomal RNA, partial sequence 


obacteriales; 


Fusobacteriaceae; 
1568922 1568957 32 


67 


ibosomal RNA, partial sequence 


gi|219846058 


92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_025648.1| Leptotrichia shahii 


1565947 15674 
Leptot 


gi 


1567482 15689 


richia. 
219846057 


ref 


obacteriales; Fusobacteriaceae; ri 


2039247 2039300 14 67 


Leptot 
gi 


lales; Bacillaceae; Virgibacillus. 
2200598 2200625 34 61 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2206629 2206656 34 61 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2209656 2209683 34 61 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2217182 2217209 34 61 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2279869 2279896 34 61 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2282891 2282918 34 61 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2366047 2366074 34 61 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2367557 2367584 34 61 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2479717 2479744 34 61 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481226 2481253 34 61 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482736 2482763 34 61 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484247 2484274 34 61 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485759 2485786 34 61 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487278 2487305 34 61 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488791 2488818 34 61 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490304 2490331 34 61 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491815 2491842 34 61 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2520580 2520607 40 67 gi 


gi 


en 
co 


eq 
la 


qu 
la 


chia. 


219878169 
16S ribosomal RNA, partial sequence 2037802 20393 


219857599 
2199190 22006 


219857595 


ce 22052 
plasma. 


219857593 
2208244 22096 


219857588 
2215772 22172 


219857547 
2278443 22799 


219857545 


uence 
smatacea 


219857483 
2364627 23660 


219857482 


ence 
smatacea 


219857397 
2478295 24797 


219857396 
2479798 24812 


219857395 
2481316 24827 


219857394 
2482825 24842 


219857393 
2484337 24857 


219857392 
2485849 24873 


219857391 
2487368 24888 


219857390 
2488881 24903 


219857389 
2490394 24918 


219857364 


ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


31 Leptotrichia 


2281465 22829 


ref 


Coriobacterineae; 


NR_025647.1 
67 Leptotrichia 


NR_025308.1 
07 Virgibacillus 


NR_025187.1 


NR_025176.1 
21 Mycoplasma anatis Bacteria; 


NR_024984.1 


NR_024983.1 
74 Mycoplasma faucium Bacteria; 


NR_024982.1 
86 Mycoplasma gypis Bacteria; 


NR_024981.1 
NR_024980.1 
17 Mycoplasma spumans Bacteria; 


NR_024979.1 
30 Mycoplasma buccale Bacteria; 


NR_024978.1 
NR_024977.1 
54 Mycoplasma anseris Bacteria; 


NR_024952.1 


3 


shahii Bacteria; 


hofstadii Bacteria; 


Virgibacillus proomii 


proomii Bacteria; 


Mycoplasma mustelae 
37 Mycoplasma mustelae Bacteria; 


ref|NR_025183.1| Mycoplasma 
20 2206668 Mycoplasma gallopavonis 
ref|NR_025181.1] Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma anatis 


ref|NR_025135.1| Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 
ref|NR_025133.1| Mycoplasma 


0 Mycoplasma 


e; Mycoplasma. 
ref|NR_025071.1| Mycoplasma elephantis 
86 Mycoplasma elephantis Bacteria; 
ref|NR_025070.1| Mycoplasma 

2366137 2367596 Mycoplasma 
e; Mycoplasma. 
ref|NR_024985.1| Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


Mycoplasma faucium 


Mycoplasma gypis 


Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


Mycoplasma spumans 


Mycoplasma buccale 


Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


Slackia exigua strain 
2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Coriobacteriaceae; 


Slackia. 


Leptotrichia hofstadii 


659734 Bacteria_16S 2660674 2660697 44 67 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 


659734 Bacteria_16S 2731323 2731350 34 61 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

659734 Bacteria_16S 2845573 2845600 40 67 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

659734 Bacteria_16S 3170448 3170475 35 62 gi|219846808|ref|NR_026400.1| Deinococcus 


proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 


659734 Bacteria_16S 3347926 3347949 44 67 gi| 219846686 |ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

659734 Bacteria_16S 3349452 3349475 44 67 gi| 219846685 |ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

659734 Bacteria_16S 3677207 3677234 40 67 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

659734 Bacteria_16S 3690822 3690849 34 61 gi|219846444|ref|NR_026035.1| Mycoplasma auris 
strain UIA 16S ribosomal RNA, partial sequence 3689398 3690858 Mycoplasma auris Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

659734 Bacteria_16S 3716337 3716364 34 61 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 
strain CKK 16S ribosomal RNA, complete sequence 3714904 3716367 Mycoplasma pullorum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

659734 Bacteria_16S 3753369 3753396 34 61 gi| 219846397 |ref|NR_025988.1| Mycoplasma canadense 
strain 275c 16S ribosomal RNA, partial sequence 3751943 3753408 Mycoplasma canadense Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

659734 Bacteria_16S 3756395 3756422 34 61 gi|219846395|ref|NR_025986.1| Mycoplasma bovirhinis 
strain PG43 16S ribosomal RNA, partial sequence 3754983 3756434 Mycoplasma bovirhinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

659734 Bacteria_16S 3759417 3759444 34 61 gi|219846393|ref|NR_025984.1| Mycoplasma alkalescens 
strain PG51 16S ribosomal RNA, partial sequence 3757993 3759456 Mycoplasma alkalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

659734 Bacteria_16S 4032316 4032339 44 67 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
659734 Bacteria_16S 4035420 4035443 44 67 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 


lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 
659734 Bacteria_16S 48291 48317 35 61 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


659734 Bacteria_16S 151528 151550 45 67 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

659734 Bacteria_16S 249738 249764 35 61 gi|265678896|ref|NR_029204.1| Microvirgula 


aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 
659734 Bacteria_16S 505838 505860 40 62 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 
strain DV1140 16S ribosomal RNA, partial sequence 504361 505871 Thermosipho atlanticus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 
659734 Bacteria_16S 520982 521008 41 67 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 


659734 Bacteria_16S 522509 522535 41 67 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
659734 Bacteria_16S 613601 613627 35 61 gi|265678643|ref|NR_028948.1| Psychrobacter 


nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

659734 Bacteria_16S 615117 615139 40 62 gi|265678642|ref|NR_028947.1| Petrotoga olearia 
strain SL24 16S ribosomal RNA, partial sequence 613678 615152 Petrotoga olearia Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 


659734 Bacteria_16S 
strain M11 16S ri 


628814 628840 35 61 
bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
659734 Bacteria_16S 710159 710185 
strain NVI 88/441 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
659734 Bacteria_16S 792014 792040 35 61 gi| 265678518 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 79204 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromona 
659734 Bacteria_16S 1044381 1044430 39 89 gi| 265678349 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
659734 Bacteria_16S 1104592 1104618 35 61 gi| 265678306 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 11046 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 
659734 Bacteria_16S 1172817 1172839 45 67 gi| 228719312 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 11713 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Syn 
Dethiosulfovibrio. 

659734 Bacteria_16S 1260302 1260328 35 61 gi 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequ 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinoc 
659734 Bacteria_16S 1329930 1329952 45 67 gi 
15470 strain E7.25 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
659734 Bacteria_16S 1420591 1420613 45 67 gi|224581445 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 


gi| 265678633 
627341 62884 
Enterobacteriales; Enterobac 
35 61 gi| 265678576 
partial sequence 70866 
Vibrionales; Vibrionaceae; 


219846811 
ence 12588 
occales; D 
219846090 

13284 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

659734 Bacteria_16S 1455887 1455913 35 61 gi|224581417 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromo 
659734 Bacteria_16S 1460218 1460244 35 61 gi| 224581413 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 14602 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
659734 Bacteria_16S 1571953 1571979 35 61 gi 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, parti 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobac 
659734 Bacteria_16S 1628335 1628361 41 67 gi 


Enterobac 
219878156 
al sequenc 
teria; Aer 
219878458 


frigoris strain R-9014 16S ribosomal RNA, partial sequence 16269 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
659734 Bacteria_16S 1814006 1814028 40 62 gi| 219878327 
strain SL25 16S ribosomal RNA, partial sequence 1812567 18140 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

659734 Bacteria_16S 1920520 1920546 41 67 gi| 219878248 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; 
659734 Bacteria_16S 1922028 1922054 41 67 gi| 219878247 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteri 
Chryseobacterium. 

659734 Bacteria_16S 1929734 1929760 35 61 gi| 219878242 
strain 2674 16S ribosomal RNA, partial sequence 1928261 19297 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 
659734 Bacteria_16S 2063901 2063927 41 67 gi| 219878148 


strain NNO15860 16S ribosomal RNA, partial sequence 2062466 20639 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
659734 Bacteria_16S 2065425 2065451 41 67 gi| 219878147 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 20654 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
659734 Bacteria_16S 2171821 2171847 35 61 gi| 219857621 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 21703 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
659734 Bacteria_16S 2180853 2180879 41 67 gi| 219857613 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 

omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriale 
659734 Bacteria_16S 2182369 2182395 41 67 gi|219857612 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteri 
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659734 Bacteria_16S 2202110 2202136 35 61 gi| 219857598 
strain MK405 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


dace 


21 Mogibacterium 


45 1172849 Dethi 


78 1260346 Deino 


39 1329962 Diali 
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NR_028881.1 
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Aliiv 
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NR_028651.1 


Nocardiacea 
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coccaceae; D 
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aceae; Xenor 
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adales; Aero 
NR_025597.1 
b 
iaceae; Flav 
NR_025466.1 


NR_025387.1 


vobacteriace 
NR_025386.1 


, 


Flavobacte 
NR_025381.1 


Moritella. 
NR_025287.1 
llulophaga. 
NR_025286.1 
llulophaga. 
NR_025210.1 
a 
e; Cellvibri 
NR_025202.1 
8 
lavobacteria 
NR_025201.1 

0 
; Flavobacte 


Morganella morganii 


2 Morganella morganii Bacteria; 
Morga 


nella. 
Aliivibrio wodanis 
brio wodanis Bacteria; 


Psychromonas arctica 


3 Psychromonas arctica Bacteria; 
Psychromonas. 


Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Deinococcus 

occus radiopugnans ATCC 
einococcus. 

Dialister invisus DSM 
ter invisus DSM 15470 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Flavobacterium 
acterium frigoris 
obacterium. 

Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 

riaceae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Cellvibrio fulvus 

brio fulvus Bacteria; 

O°. 

Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 


NR_025186.1 


Mycoplasma moatsii 


2200688 2202148 Mycoplasma moatsii Bacteria; 


659734 Bacteria_ 


lagogenitalium st 
lagogenitalium Ba 


659734 Bacteria_ 
strain 462/2 16S 


Tenericutes; Moll 


659734 Bacteria_ 


strain CH 16S rib 
Tenericutes; Moll 


659734 Bacteria_ 


strain MIT 97-507 
E 


Proteobacteria; 
659734 Bacteria_ 


strain CCUG 30811 
Proteob 


Bacteria; 
659734 Bacteria_ 


peptonophila stra 
peptonophila Bact 
659734 Bacteria_16S 
strain MF63 16S r 
B 


Proteobacteria; 


Pseudomonas. 


659734 Bacteria_16S 
DSM 11303 16S rib 
Deinococcus-Thermus; 
659734 Bacteria_16S 
radiodurans strai 
radiodurans Bacte 
659734 Bacteria_16S 
6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 
659734 Bacteria_16S 


strain DSM 3963 1 


strain : 
Proteobacteria; 


CIP 7430 


Halothiobacillus. 


659734 Bacteria_16S 
ovipneumoniae str 


ovipneumoniae Bac 


strain M165/69 16 
Tenericutes; Moll 


strain PS-1 16S r 
Proteobacteria; 


allosaccharophila 
allosaccharophila 
Aeromonas. 


659734 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


659734 Bacteria_16S 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 


hibernum Bacteria 


659734 Bacteria_16S 


strain DSS12 16S 
Proteobacteria; 


G 


G 


G 
659734 Bacteria_16S 


16S 2203631 2203657 35 


16S 2208155 2208181 35 


16S 2211186 2211212 35 


16S 2293443 2293473 31 


16S 2446597 2446623 35 


16S 2452701 2452727 35 


Firmicutes; 
2500816 2500842 35 


eria; 


2576484 2576510 35 


cteria; Proteobacteria; 
2630345 2630375 34 


Deinococci; 
2920980 2921006 35 


acteria; Proteobacteria; 


3147542 3147568 35 


Deinococci; 
3168932 3168958 35 


ria; 
3171965 3171991 35 
Deinococci; 


3613408 3613434 35 


3719316 3719342 35 


3751854 3751880 35 


3754894 3754920 35 


3798584 3798610 35 


3813802 3813828 35 
Bacteria; 
3816875 3816901 35 
cteria; Proteobacteria; 


3844148 3844174 41 


; Bacteroidetes; 


3951764 3951790 35 


3953320 3953346 35 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


5c 16S ribosomal RNA, partial 
psilonproteobacteria; Campylobacterale 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
659734 Bacteria_16S 
asinigenitalis st 
asinigenitalis Ba 
659734 Bacteria_16S 
strain Se-1 16S r 
Deinococcus-Thermus; 
659734 Bacteria_16S 
plecoglossicida s 
plecoglossicida B 


osomal RNA, partial sequence 
Deinococcales; 


Deinococcales; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
659734 Bacteria_16S i 
strain CECT 4199 16S ribosomal RNA, p 
Proteobacteria; 


61 


rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 


61 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


61 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


in KCTC 9740 16S ribosomal RNA, partia 
Bacillales; 


rain UCD-1 16S ribosomal RNA, partial 


ibosomal RNA, partial sequence 
Thermales; 


train FPC951 16S ribosomal RNA, partia 


n DSM 20539 16S ribosomal RNA, partial 
Deinococcus-Thermus; 


16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
659734 Bacteria_16S 
halophilus strain 
halophilus Bacter 


DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
659734 Bacteria_16S 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
659734 Bacteria_16S 


rain R3 16S ribosomal RNA, partial seq 


Flavobacteria; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


219857597 
equence 

la 
gi| 219857594 
2206719 22081 


gi 


gi|219857592 
2209746 22112 


smatacea 


ref |NR_025182.1 


ref|NR_025180.1 


Mycoplasma 
9 Mycoplasma 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


61 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
sequence 2292020 2293474 Helicobacter aurati Bacteria; 
s; Helicobacteraceae; Helicobacter. 
61 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
2445148 2446624 Alishewanella fetalis 
Alteromonadales; Alteromonadaceae; Alishewanella. 
61 gi|219857418|ref|NR_025006.1| Seinonella 
1 sequence 2451243 2452743 Seinonella 
Thermoactinomycetaceae; Seinonella. 
61 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
2499368 2500857 Azoarcus toluclasticus Bacteria; 
ocyclaceae; Azoarcus. 
61 gi|219857284|ref|NR_024915.1] Taylorella 
sequence 2575008 2576512 Taylorella 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
63 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
2628913 2630381 Thermus scotoductus Bacteria; 
Thermaceae; Thermus. 
61 gi|219856843|ref|NR_024662.1| Pseudomonas 
1 sequence 2919511 2921008 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
61 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcaceae; Deinococcus. 
61 gi|219846809|ref|NR_026401.1| Deinococcus 
sequence 3167516 3168981 Deinococcus 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
61 gi| 219846807 |ref|NR_026399.1| Deinococcus grandis 
14 Deinococcus grandis Bacteria; 
Deinococcaceae; Deinococcus. 
61 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
3611933 3613434 Aeromonas bestiarum Bacteria; 
omonadaceae; Aeromonas. 
61 gi|219846424|ref|NR_026015.1| Halothiobacillus 
equence 3717841 3719344 Halothiobacillus 
a; Chromatiales; Halothiobacillaceae; 
61 gi|219846398|ref|NR_025989.1| Mycoplasma 
quence 3750418 3751892 Mycoplasma 
asmataceae; Mycoplasma. 
61 gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi 
3753459 3754932 Mycoplasma bovoculi Bacteria; 
61 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
3797117 3798610 Cycloclasticus pugetii Bacteria; 
cirickettsiaceae; Cycloclasticus. 
61 gi|219846354|ref|NR_025945.1] Aeromonas 
artial sequence 3812327 3813828 Aeromonas 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
61 gi|219846352|ref|NR_025943.1| Halothiobacillus 
uence 3815400 3816903 Halothiobacillus 
Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
67 gi|219846333|ref|NR_025923.1| Flavobacterium 
equence 3842717 3844177 Flavobacterium 
Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
61 gi|219846258|ref|NR_025848.1| Shewanella violacea 
3950287 3951792 Shewanella violacea Bacteria; 
Shewanellaceae; Shewanella. 
61 gi| 219846257 |ref|NR_025847.1| Moritella japonica 


strain DSK1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


3951843 3953348 Moritella japonica Bacteria; 


659734 Bacteria_16S 
strain 848 16S ribosomal RNA, partial sequence 


Proteobacteria; 


659734 Bacteria_16S 
flavescens strain 


Microbacterium. 


659734 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


659734 Bacteria_16S 


strain 55134 16S 


4009531 4009557 35 61 gi 


33361 33382 46 67 gi 


ribosomal RNA, partial sequence 


219846217 
4008054 40095 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
265679042 
401 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


110421 110442 46 67 gi| 265678989 |ref|NR_029297.1 
RNA, partial sequence 108968 110448 Kocuria varians Bacte 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

145567 145588 46 67 gi|265678966|ref|NR_029274.1 


144082 14559 


ref |NR_025807.1 
Aeromonas. 

ref|NR_029350.1 
31915 33385 Microb 
Micrococcineae; Micr 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Kocuria varians strain 
ria; Actinobacteria; 


Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

659734 Bacteria_16S 159312 159333 46 67 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

659734 Bacteria_16S 163770 163791 46 67 gi| 265678954 |ref|NR_029262.1| Brevibacterium 


epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevib 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brevibacterium. 


659734 Bacteria_16S 


strain W 1471 16S 
Firmicutes; 


strain YIM 70081 


Pseudovibrio. 


659734 Bacteria_16S 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Micrococcaceae; Nesterenkonia. 
659734 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; 
659734 Bacteria_16S 


strain HKI 0120 1 


strain HKI 0119 1 


subsp. pomaceae s 


Zymomonas. 


659734 Bacteria_16S 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; 
Sphingomonadaceae; 
659734 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; 


659734 Bacteria_16S 


barnesii strain S 
Bacteria; 


halophilum strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 


659734 Bacteria_16S 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 


Clostridia; 
659734 Bacteria_16S 
16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


372070 372095 36 61 gi 


427507 427528 46 67 gi 


477960 477985 36 61 gi 


Rhodobacterales; Rhodobacteraceae; 
636378 636399 46 67 gi 


637909 637930 46 67 gi 


642548 642569 46 67 gi 


834868 834893 36 61 gi 


836370 836395 36 61 gi 


Zymomonas. 
952558 952591 34 67 
bosomal RNA, partial sequence 


gi 


981542 981567 36 61 gi 


1103054 1103075 46 67 gi 


1113755 1113776 46 67 gi 
76 16S ribosomal RNA, partial sequence 


1133426 1133447 46 67 gi 


282702 282767 35 97 gi| 265678872 |ref|NR_029178.1 
ribosomal RNA, partial sequence 281272 28276 
Clostridiales; Eubacteriaceae; Eubacterium. 
360125 360146 46 67 gi| 265678815 |ref|NR_029120.1 


ococcineae; 
265678807 


265678770 


265678733 
476563 478023 Paracoccus yeei Bacte 
Paracoccus. 
265678627 
6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 


265678490 
train Barker I 16S ribosomal RNA, partial sequence 833445 834896 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; 


265678489 


265678411 
951100 95259 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
265678390 
ES-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
659734 Bacteria_16S 
strain 14 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 


265678308 
1101592 11031 
ococcineae; 
265678300 


253680768 


Micrococcineae; 


Micrococcaceae 
ref|NR_029112.1 

370665 372098 
Rhodobacterales; Rho 


ref|NR_029075.1 
426041 427535 
Microc 


ref|NR_029038.1 


ref|NR_028932.1 


Intrasporangia 
ref |NR_028931.1 


Intrasporangia 
ref |NR_028928.1 

641107 642573 
Actinomycetales; Micro 


ref |NR_028793.1 


Sphingomonadales; 
ref |NR_028792.1 

834947 
Sphingomona 
ref|NR_028713.1 
Curvibacter. 
ref |NR_028692.1 
980099 981569 Sulfur 


Campylobacter 
ref|NR_028610.1 


Microbacteriac 
ref|NR_028601.1 
1112307 1113789 Microb 
Micrococcineae; Micr 


acterium epidermidis 


Brevibacteriaceae; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Pseudovibrio 
Pseudovibrio 

dobacteraceae; 


Nesterenkonia 
Nesterenkonia 


occineae; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
ococcineae; 
265678626 
6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Nesterenkonia. 
659734 Bacteria_16S 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
ococcineae; 
265678623 
sequence 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


ref|NR_028016.1 
1131955 1133449 Brevib 


Brevibacterium 
acterium sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


659734 Bacteria_16S 1159075 1159100 35 


1279 16S ribosomal RNA, partial sequence 
Thermales; 


Deinococcus-Thermus; 
659734 Bacteria_16S 
variabilis strain 


Deinococci; 
1227158 1227179 46 


Isoptericola. 


659734 Bacteria_16S 1234786 1234807 46 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, part 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 
659734 Bacteria_16S 1346835 1346856 46 


faecium strain DSM 4810 16S ribosomal RNA, partial sequ 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actino 


Brachybacterium. 


659734 Bacteria_16S 1349911 1349932 46 


60 


67 


MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


67 


67 


67 


DSM 10542 16S ribosomal RNA, partial sequence 


Sanguibacter. 
659734 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 

659734 Bacteria_16S 1604236 1604257 46 


1454348 1454369 46 


67 


strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


67 


gi 


gi|219878300 


gi|219878266 
228720938 


gi 


gi|228720600 


1348448 13499 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 224581418 


gi|219878475 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 
659734 Bacteria_16S 
strain DSM 12798 


1605772 1605793 46 


659734 Bacteria_16S 
bolidensis strain 


1626819 1626840 46 


Arsenicicoccus. 
1651098 1651123 36 


Intrasporangiaceae; 
659734 Bacteria_16S 


67 


67 


61 


VKM B1479 16S ribosomal RNA, partial sequence 


659734 Bacteria_16S 1761045 1761066 46 


67 


gi|219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219878459 


CCUG 47306 16S ribosomal RNA, partial sequence 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; 


gi| 219878442 


1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


gi|219878365 


sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 


sacelli Bacteria; 
Brachybacterium. 
659734 Bacteria_16S 
fresconis strain 


1762566 1762587 46 


Brachybacterium. 


659734 Bacteria_16S 1774453 1774474 46 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
659734 Bacteria_16S 


Streptomyces. 
1806365 1806386 46 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 


Cellulomonadaceae; Oerskovia. 

659734 Bacteria_16S 1807903 1807924 46 
strain DSM 46000 
659734 Bacteria_16S 1812485 1812506 46 
flaccumfaciens pv. 


Actinomycetales; 


659734 Bacteria_16S 1823219 1823240 46 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


659734 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
659734 Bacteria_16S 
strain CF-43 16S 


1949519 1949540 46 


1960081 1960102 46 


659734 Bacteria_16S 2036205 2036226 46 


strain CCUG 35957 16S ribosomal RNA, partial sequence 


67 


67 


67 


67 


67 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878364 


LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Act 


gi|219878354 


219878332 


gi 


gi|219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219878328 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


228721491 
1157686 1159115 Meiot 
Thermaceae; 


12257 


ial sequen 
Actino: 


ence 13453 
mycetales; 


1 sequence 
ridae; Act 


sequenc 
Actinomyce 


sequenc 
Actinomycet 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Ce 
ref 


hermus ruber DS 
Meiothermus. 


22 1227193 Isopt 


Micrococcineae; 


ce 1233340 123481 
mycetales; 


82 1346861 Brach 
Micrococcineae; 


42 Sanguibacter 
Micrococ 


1452894 145438 
inomycetales; Mi 


1602772 160426 
Actinobacteria; Actinobacteridae; Actinomycetales; 


05 Arthrobacter 


1625384 162685 
Actinomycetale 


1759669 176107 
1761124 176259 
inomycetales 


e 1773034 177448 


e 1804913 180639 


NR_027614.1 


NR_025439.1 


NR_025405.1 


NR_027599.1 


NR_027595.1 
cineae; Sang 


NR_027199.1 


NR_025614.1 
Micrococcin 


NR_025613.1 


NR_025598.1 
s; Micrococc 
NR_025581.1 


Labrys. 
NR_025504.1 


Micrococcine 


NR_025503.1 
3 Micrococci 
NR_025493.1 
tales; Strep 
NR_025471.1 
ales; Microc 
NR_025470.1 
1lulomonadac 


NR_025467.1 
partial sequ 


Meiothermus ruber DSM 


M 1279 Bacteria; 


Isoptericola 


ericola variabilis 
Promicromonosporaceae; 


Microbacterium 
7 Microbacterium 


Micrococcineae; 


Brachybacterium 


ybacterium faecium DSM 


Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Brevibacterium 
4 Brevibacterium 


eae; Brevibacteriaceae; 


Arthrobacter mysorens 


mysorens Bacteria; 
Micrococcaceae 


; Arthrobacter. 

Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Streptomyces 
1 Streptomyces 
tomycineae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 


67 


67 


67 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


67 


Curtobacterium. 


gi|219878321 


gi|219878229 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219878222 


1958616 19601 


gi|219878171 


ref 


Mi 
ref 


ref 


Mi 


1948071 194955 


16 Arthrobacter 


NR_025460.1 


crobacteriac 
NR_025368.1 


Micrococcin 
NR_025361.1 


crococcaceae 


ref 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Microbacterium 

0 Microbacterium 

eae; Microbacteriaceae; 


Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 


NR_025310.1 


Rothia nasimurium 


2034753 2036233 Rothia nasimurium Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


CCGGTGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCACCGGATGTGCCCAGATG 
GGATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGG 
AAGGGRTTGTGGTTAATAACCACAGTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTTGAGTCTC 
GTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGCTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGT 
TAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAA 
GAACCTTACCTGGTCTTGACATCCACGGAAGACTGCAGAGATGTGGTTGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGA 
AATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGG 
GGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAG 
TATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAA 
CAAGGTAACCGTAGGGGGGAACCTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAAC 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGCAGCTTGCTGCTTCGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGG 
TGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCACCGGATGTGCCCAGATGGGAT 
TAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGG 
GATTGTGGTTAATAACCGCAGTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGA 
ATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTTGAGTCTCGTAG 
AGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGCCCCTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAG 
TAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAAC 
CTTACCTGGTCTTGACATCCAGAGAACTCTCCAGAGATGGGTTGGTGCCTTCGGGARCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAAC TCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATG 
TCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTCCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTCCGGGAGGGCGCTTACCACTTTGTGATTCATGATTGGGGTGAAGTCTACAAGGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAA 
CGGAGATTATTAATGAAGCTTGCGATTTAATAATCTTAGTGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCATAAGCGGGGGATAACAGTTGGAAACGACT 
GCTAATACCGCATAAGCTATTGAGGTCGCATGACCTAAATAGTAAAGGTGGCGAAAGCTATCACTTATGGATGGGCCCGCGTCTGATTAGCTAGTTGGTGGGATA 
GCAGCCTACCAAGGCAACGATCAGTAGCCGGCCTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TTGCGCAATGGGGGAAACCTCGACGCAGCGACGCCGCGTGAGCGAAGAAGGCCTTAGGGTCGTAAAGCTCTGTTGTAAGGGACGAATGTTTATCTGGCGAACAGT 
CAGATAAAGTGACGGTACCTTACCAGCAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAG 
AGCACGTAGGCGGGTAATTAAGTCAGATGTGAAAGACCGGGGCCCAACCTCGGGGTTGCATCTGAAACTGGTTATCTTGAGGGCAGGAGAGGAAAGTGGAATTCC 
TGGTGTAGCGGTGAAATGCGTAGAAATCAGGAGGAATACCAGTGGCGAAGGCGGCTTTCTGGACTGACCCTGACGCTGAGGTCGAAAGCGTGGGTAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTGGGAGGTATCGACCCCTTCCGTGCCGGAGCTAACGCAATAAGTATCCCGCCTGGGGAG 
TACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGTCTTGAC 
ATCCAGAGAACCCTGTGGAAACACGGGGGTGCCCTCGGGAGCTCTGAGCAGGTGGTGCATGTTNGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGCTATTAGTTGCTAACAGTTAAGCTGAGCACTCTAATGGGACCGCCCGTGACAAGCGGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCTTTATGATCTGGGCTACACACGTGCTACAATGGATGGTACAGAGAGCAGCGAAGCTGTGAAGTGGAGCGAATCTCAAAAAGCCATTCTCAGTTCGGATTGTA 
GTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGA 
AAGTCGGCAACACCCGAAGCCGGTGACTCAACTAGCAATAGAGAGAGCCGTCGAAGGTGGGGTTGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTAANNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGCGATTAGTTGGAACGGCGAC 
TTCGGTCAAAGGGAAGACTATGAAAGCGGCGGACGGGTGAGTAACGCGTGAGCAACCTGCCCTGTACAGGGGGATAGCCACTGGAAACGGTGATTAATACCCCAT 
AACCCCATTGGATCGCATGGTCTGATGGGCAAAGCCTTGGCGGTACAGGATGGGCTCGCGTCTGATTAGCTAGTTGGTGAGGTAAYGGCTCACCAAGGCTTCGAT 
CAGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTG 
ATGCAGCAACGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAACTCTGTCCTAAGGGAAGAAGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCTGATCAAGCCAGGGGTGAAAGGCTGTGGCTTA 
ACCATGGTAAGCCTTTGGAACTGGTCAGCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCCGTGGCG 
AAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATACTAGGTG 
TCGGGGGTCAAAGCCCGGTGCCGCAGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
AGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACTGGCGCTTAGCAGYGCAGTTCCTTCGGGACAGAGGAGAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCACATAATGGTGGGCACTC 
TAGAGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGCCGGTACAACGA 
GAAGCGAAACCGCGAGGTGAAGCAAATCTTACAAAGCCGGTCCCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCACGGATC 
AGCATGCCGTGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGGACCCGAAGCCAGTGATCCAACCGTAAGGAGGAAGCTG 
TCGAAGGTAAAACCAATGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCC 
TGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGAGCGACCGATGCTTGCACTGGTCAATCTAGTGGCGAACGGGTGAGTAACACGTG 
GGTAACCTGCCCATCAGAGGGGGATAACATTCGGAAACGGATGCTAAAACCGCATAGGTTCTTTAGTCGCATGACTGAAGAAGGAAAAGAGGCTTCGGCTTCTGC 
TGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCGTGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAG 
ACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGTTCGTAA 
AACTCTGTTGTTAGAGAAGAACAGCGCATAGAGTAACTGTTATGCGTGTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCAATTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAA 
ACTGGTTGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTG 
TAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTT 
CAGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGAACCAACGCGAAGAACCTTACCAAGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCATTCCCTTCGGGGACAAAGAGACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTACTAGTTGCCAGCATTGAGTTGGGCACTCTAGTGAGACTGCCGGTG 
ACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGAACTCGCGAGG 
GTAAGCGAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAAT 
ACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCAAAGTCGGTGAGGTAACCTTACGGAGCCAGCCGCCTAAGGTTGGGATAGA 
TTGATTGGGGTTGAAATTCGTTAACAAGGTTAGCCCTTATCGGAAAGGT TGCGGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 


659734 Bacteria_16S 


strain YIM 90001 


Propioniferax. 


659734 Bacteria_16S 
australiense stra 
australiense Bacteria; Actinobacteria; Actinobacteridae 
Propionibacteriac 
659734 Bacteria_16S 
strain K265 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 
strain K300 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


659734 Bacteria_16S 


pachnodae strain 


Bacteria; Actinob 


Xylanimicrobium. 


659734 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; 


Actinokineospora. 


659734 Bacteria_16S 


strain IFO 16238 


strain IFO 16235 


Acidiphilium. 


659734 Bacteria_16S 
phosphovorus stra 
phosphovorus Bact 


Propionibacteriac 


659734 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


659734 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


659734 Bacteria_16S 


strain 801 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


659734 Bacteria_16S 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


659734 Bacteria_16S 


strain TA68 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Betaproteobacteria; Burkholderiales; Co 
659734 Bacteria_16S 
terrae strain IFO 
Bacteria; Actinob 


2150623 2150648 39 64 gi 


2358405 2358426 46 67 gi 
16S ribosomal RNA, partial sequence 


2359923 2359944 46 67 gi 
in LCDC-98A072 16S ribosomal RNA, part 


eae; Propionibacterium. 
2361448 2361469 46 67 
ibosomal RNA, partial sequence 


gi 


Micr 
2362965 2362986 46 67 gi 
ibosomal RNA, partial sequence 
Micr 
2400846 2400871 36 61 gi 
strain CM2 16S ribosomal RNA, partial 


Bacteria; Proteobacteria; Alphaproteob 


2514532 2514553 46 67 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2547288 2547321 34 67 gi 
16S ribosomal RNA, partial sequence 


2760995 2761016 46 67 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
2839426 2839447 46 


67 gi 


2840986 2841007 46 67 gi 


2937463 2937488 36 61 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


2969252 2969273 46 67 gi 
in NM-1 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
eae; Microlunatus. 

2970781 2970802 46 


67 gi 


bosomal RNA, partial sequence 


3045277 3045298 46 67 gi 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 

3069437 3069458 46 67 gi 


train DSM 8609 16S ribosomal RNA, part 


ibosomal RNA, partial sequence 


659734 Bacteria_16S 


strain TAGA27 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 


3095002 3095023 46 67 
ribosomal RNA, partial sequence 


gi 


do 


al 


ia 


, 


nc 
al 


ma. 


en 
al 


oc 


oc 


a; 


ue 


, 


oc 


in YLM-1 16S ribosomal RNA, partial sequ 


’ 


ia 


Microc 


3116057 3116078 46 67 gi 


219857635 
16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
659734 Bacteria_16S 
strain ATCC 49929 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


es; 


219857488 


219857487 


2360002 23614 
ococcineae 


219857486 


2361525 23629 
ococcineae; 


219857460 


sequence 
ac 


teria; 
219857368 
e 


es; 


219857346 


219857146 
es; 


219856898 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 


219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 
multivorum strain 
multivorum Bacter 


219856832 


equence 
Rhodosp 


219846945 
nce 


219846944 


AA-1042 16S ribosomal RNA, partial sequence 


3005987 30074 
occineae; 


219846892 
ence 


219846876 


3092041 30935 
occineae 


219846859 


3093562 30950 
Microc 


219846845 


resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 


nocardin 
219857489 
23569 

Prop 


1 sequen 
Actinomyceta 


Rhizobiales; 


25130 
Micrococ 


25458 
monadace 


ce 27595 
Pseudonocardineae; 


occineae; 


occineae 


Actinomyceta 


Actinomyceta 


1 sequence 3067998 30694 


occineae; 


ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_025077.1| Propioniferax innocua 
68 2358432 Propioniferax innocua 
ionibacterineae; Propionibacteriaceae; 


ref|NR_025076.1 
ce 2358483 235995 
les; Propion 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


ref|NR_025075.1| Subtercola frigoramans 
74 Subtercola frigoramans Bacteria; 
; Microbacteriaceae; Subtercola. 
ref|NR_025074.1] Subtercola boreus 
91 Subtercola boreus Bacteria; 
Microbacteriaceae; Subtercola. 
ref|NR_025048.1| Hyphomicrobium 

2399427 2400873 Hyphomicrobium 
Hyphomicrobiaceae; 


ref|NR_024956.1 
94 2514560 Xylan 
cineae; 


Xylanimicrobium 
imicrobium pachnodae 
Promicromonosporaceae; 


ref |NR_024934.1| Hylemonella gracilis 

37 2547323 Hylemonella gracilis Bacteria; 
ae; Hylemonella 
ref|NR_024774.1 
56 2761026 Actino 


Actinokineospora 
kineospora terrae 
Actinosynnemataceae; 


ref|NR_024717.1| Agromyces bracchium 
69 Agromyces bracchium Bacteria; 
Microbacteriaceae; Agromyces. 
ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_024651.1| Acidiphilium 
2936039 2937489 Acidiphilium 
irillales; Acetobacteraceae; 


ref |NR_026537.1 
2967820 296928 
les; Propion 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 


ref |NR_026536.1 
2969338 297081 


ia; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 
2983003 2983032 35 64 gi|219846935|ref|NR_026527.1| Chlamydophila 
TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
ia; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
3007431 3007452 46 67 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 
Microbacteriaceae; Frigoribacterium. 
NR_026484.1| Rarobacter 

3043846 3045309 Rarobacter 

les; Micrococcineae; 


NR_026468.1 
6 


Microbacterium 
0 Microbacterium 


ref 


acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
; Microbacterium. 
3093485 3093506 46 67 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 

; Micrococcaceae; Kocuria. 

ref|NR_026451.1| Kocuria palustris 

28 Kocuria palustris Bacteria; 

Micrococcaceae; Kocuria. 

ref|NR_026437.1| Microbacterium 
3114620 3116080 Microbacterium 


resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 
659734 Bacteria_ 
strain DSM 44267 


659734 Bacteria_ 
strain DSM 11140 


Bacteria; 


strain DSM 9580 1 


strain DSM 2062 1 


Arthrobacter. 


659734 Bacteria_16S 


strain DSM 20119 


strain DSM 20138 


histidinolovorans 


Micrococcaceae; Arthrobacter. 
659734 Bacteria_16S 


strain DSM 20116 


strain DSM 3133 1 


strain DSM 20425 


strain DSM 43045 


testaceum strain 


testaceum Bacteri 


Microbacterium. 


659734 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 


Microbacteriaceae 


659734 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


659734 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


659734 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
659734 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
659734 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
659734 Bacteria_16S 


16S 3153689 3153710 46 67 gi 


16S 3226595 3226616 46 67 gi 


3235710 3235743 34 67 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3352512 3352533 46 67 gi 


3395122 3395143 46 67 gi 


3399662 3399683 46 67 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3402722 3402743 46 


67 gi 


3404258 3404279 46 67 gi 


3405788 3405809 46 67 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
3407315 3407336 46 67 gi 
oc 


3488575 3488596 46 67 gi 
oc 


3503547 3503568 46 67 gi 
oc 


3505073 3505094 46 67 gi 
oc 
3508118 3508139 46 67 gi 


DSM 20166 16S ribosomal RNA, partial s 


3509639 3509660 46 67 gi 
in DSM 20638 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Microbacterium. 

3511159 3511180 46 
DSM 2053 
a; Actin 


, 
67 gi 
0 16S ribosomal RNA, partial s 
obacteria; Actinobacteridae; Act 


3512683 3512704 46 
SM 20427 
Actino 


67 gi 
16S ribosomal RNA, partial se 
bacteria; Actinobacteridae; Ac 


qu 
ti 


v 


3514206 3514227 46 
6S ribos 


67 gi 


teridae; Actinomycetales; Microc 
3515730 3515751 46 67 gi 
6S ribos 
teridae; Actinomycetales; Micr 
3517250 3517271 46 67 gi 
16S ribo 


oc 


teridae; Actinomycetales; Micr 
3518772 3518793 46 67 gi 


oc 


oc 
219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 
lipolytica strain 
Firmicu 
659734 Bacteria_16S 


oc 


oc 


oc 


oc 


oc 
219846642 
artial seq 


ri 


2198465 
omal RNA, partial sequence 3514284 35157 


2198465 
somal RNA, partial sequence 3515805 35172 


2198465 


219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ce 32342 
omonadac 


equence 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 


dae; Act 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 


occineae 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 


occineae 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 


occineae 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 


occineae 


219846571 
eq 
a; Actinobacteria; Actinobacteridae; Act 


uence 
inomycet 


219846570 


sequence 


219846569 
eq 


uence 
inomycet 


219846568 


ence 
nomyceta 


219846567 
omal RNA, partial sequence 3512760 35142 


occineae 


66 


occineae 
65 


64 


occineae; 


occineae 
219846764 
en 
ph 
219846683 
6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 


occineae 
219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 
uratoxydans strai 
uratoxydans Bacte 


occineae 
219846646 

s 
Actinomyc 


occineae 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
659734 Bacteria_16S 
histidinolovorans 


occineae; 


Actinomy 


occineae; 


ref|NR_026412.1] Terracoccus luteus 
13 Terracoccus luteus Bacteria; 
; Intrasporangiaceae; Terracoccus. 
ref|NR_026362.1| Janibacter limosus 
21 Janibacter limosus Bacteria; 
; Intrasporangiaceae; Janibacter. 
ref|NR_026356.1|] Thermosyntropha 
98 3235755 Thermosyntropha lipolytica 
eae; Thermosyntropha. 
ref|NR_026275.1| Agrococcus jenensis 
38 Agrococcus jenensis Bacteria; 
; Microbacteriaceae; Agrococcus. 
ref|NR_026241.1| Brevibacterium iodinum 
47 Brevibacterium iodinum Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_026238.1| Arthrobacter 

3398202 3399685 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


ref |NR_026236.1 
49 Arthrobacter 
; Micrococcacea 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcacea 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


Arthrobacter oxydans 
oxydans Bacteria; 
e; Arthrobacter. 
Arthrobacter ilicis 
ilicis Bacteria; 
e; Arthrobacter. 

Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 
ref|NR_026233.1|] Arthrobacter aurescens 
45 Arthrobacter aurescens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026176.1| Actinotalea fermentans 
02 Actinotalea fermentans Bacteria; 
; Cellulomonadaceae; Actinotalea. 
ref|NR_026166.1| Brevibacterium linens 
72 Brevibacterium linens Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_026165.1] Agromyces ramosus 
04 Agromyces ramosus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_026163.1| Microbacterium 

3506673 3508141 Microbacterium 

ales; Micrococcineae; Microbacteriaceae; 


’ 


’ 


ref|NR_026162.1 
3508192 350966 
cetales; Microco 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


, 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

; Microbacteriaceae; Rathayibacter. 
ref|NR_026157.1| Curtobacterium luteum 
76 Curtobacterium luteum Bacteria; 

; Microbacteriaceae; Curtobacterium. 
ref|NR_026156.1| Curtobacterium citreum 


strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


659734 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


659734 Bacteria_16S 


strain CM2104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 


strain 136 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
659734 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


659734 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


659734 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


659734 Bacteria_16S 


strain YIM 90003 
Actinobacteria; A 
Streptomonospora. 


659734 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


659734 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


659734 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


659734 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


659734 Bacteria_16S 


strain HKI 0136 1 
Actinobacteria; A 


659734 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


659734 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


3614974 3614995 46 67 gi 


bacillales; Carnobacteriaceae; Alloioc 
4012566 4012587 46 67 gi 
ribosomal RNA, partial sequence 
Micr 
121253 121273 46 66 gi 
bosomal RNA, partial sequence 
Micr 

gi 


899924 899952 39 67 


Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
958739 958767 33 61 gi 


s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
1405493 1405517 37 61 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
2158111 2158139 39 67 gi 
ctinobacteridae; Actinomycetales; Stre 
2431318 2431346 39 67 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2656102 2656130 39 67 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

2922540 2922564 37 61 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
3002905 3002933 39 67 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3040705 3040733 39 67 gi 


ctinobacteridae; Actinomycetales; Cory 
3122101 3122129 39 67 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123648 3123676 39 67 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 


659734 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


659734 Archaea_16S 


solfataricus str 
solfataricus Arc 


a 
h 


659734 Archaea_16S 


strain 7 16S rib 
Thermoprotei; Su 


fo) 
aR 


659734 Archaea_16S 


Opfikon 16S ribo 
Methanomicrobia; 


3 
h 


amylolyticus Ah- 
Archaea; Euryarc 


659734 Archaea_16S 


1 
h 


kodakarensis KOD 
Archaea; Euryarc 


659734 Archaea_16S 


petrolearius SEBR 


Archaea; Euryarc 


noricense Al 16S 


Euryarchaeota; Ha 


659734 Archaea_16S 
larsenii XH-48 16S ribosomal RNA, partial sequence 


somal RNA, partial sequence 
Methanosarcinales; Methanosaetaceae; M 
659734 Archaea_16S 


haeota; Methanomicrobia; Methanomicrobi 
659734 Archaea_16S 
ribosomal RNA, partial sequence 


3918698 3918726 39 67 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

10325 10377 40 92 gi 
in IFO 15331 16S ribosomal RNA, partia 
aea; Crenarchaeota; Thermoprotei; Sulf 
39675 39727 40 92 gi 
somal RNA, partial sequence 38233 
folobales; Sulfolobaceae; Sulfolobus. 
75572 75620 46 94 gi 
74149 


110192 110239 46 93 gi 
6 16S ribosomal RNA, partial sequence 
aeota; Halobacteria; Halobacteriales; 
111725 111779 40 94 gi 
16S ribosomal RNA, partial sequence 
aeota; Thermococci; Thermococcales; Th 
78601 78628 46 73 gi 
4847 16S ribosomal RNA, partial seque 
144634 144661 46 


73 gi 


lobacteria; Halobacteriales; Halobacte 


16S ribosomal RNA, partial sequence 3613485 36150 


4011119 40125 


119823 12132 


1404010 14055 


16S ribosomal RNA, partial sequence 2156657 21581 


6S ribosomal RNA, partial sequence 3039256 30407 


39727 


75620 
ethano 


Haloba 


ermoco 


nce 
ales; 


143230 1 
riacea 


219846496 


occus. 
219846215 


ococcineae 
265678982 


ococcineae 
265678445 
nce 89842 
nibacillus 
265678406 
ial sequen 
cillaceae; 
219857153 


ocystineae 
219857630 
ptosporang 
219857437 
quence 

diales; Ru 
219857221 
sequence 
Actinomyce 


219856842 
uence 

ales; Euba 
219846922 
nce 30014 
vi 
219846896 


nebacterin 
219846841 
equence 

llaceae; A 
219846840 
ence 31221 
urinibacil 
219846282 
al sequenc 
ae; Actino 


265678822 
1 sequence 
olobales; 

265678307 
Sulfo 


254971324 
Metha 
saet 
254971299 
10876 
cter 
254971298 
11029 
ccac 
254971322 
77203 
Meth 
254971269 
4466 
e; H 


171652 171679 46 73 gi 


bacillus. 


myce 


nosa 


eae; 


anomicrobiaceae 


alob 


Alloiococcus otitis 
otitis Bacteria; 


ref|NR_026088.1 
09 Alloiococcus 


ref|NR_025805.1| Janibacter melonis 
97 Janibacter melonis Bacteria; 

; Intrasporangiaceae; Janibacter. 
ref|NR_029290.1] Cellulomonas uda 

2 Cellulomonas uda Bacteria; 

; Cellulomonadaceae; Cellulomonas. 
ref|NR_028747.1| Paenibacillus 

7 899962 Paenibacillus koreensis 
ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref|NR_024781.1| Haliangium tepidum 
17 Haliangium tepidum Bacteria; 

; Haliangiaceae; Haliangium. 
ref|NR_025219.1] Streptomonospora 
43 Streptomonospora alba Bacteria; 
ineae; Nocardiopsaceae; 


Geobacillus 
Geobacillus 


alba 


Papillibacter 
9 Papillibacter 
apillibacter. 
Corynebacterium 
8 Corynebacterium 
terineae; 


ref|NR_025025.1 
2429869 243135 
minococcaceae; P 
ref |NR_024849.1 
2654667 265613 
tales; Corynebac 


ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref|NR_026514.1 
33 3002946 Brevib 


Eubacterium 

6 Eubacterium 
cterium. 
Brevibacillus 
acillus thermoruber 


ref|NR_026488.1| Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 
eae; Gordoniaceae; Gordonia. 

ref |NR_026433.1| Ammoniphilus 
120644 3122140 Ammoniphilus 
neurinibacillus group; Ammoniphilus. 
ref |NR_026432.1| Ammoniphilus 

91 3123687 Ammoniphilus oxalaticus 
lus group; Ammoniphilus. 
ref|NR_025872.1| Spirilliplanes 

e 3917267 3918736 Spirilliplanes 
tales; Micromonosporineae; 


w 


ref |NR_029127.1 
8883 10377 
Sulfolobaceae; Sulfolobus. 
ref|NR_028609.1| Sulfolobus tokodaii 
lobus tokodaii Archaea; Crenarchaeota; 


Sulfolobus 
Sulfolobus 


ref|NR_028242.1 


eta concilii 


Methanosaeta concilii 
Archaea; Euryarchaeota; 
a. 
ref |NR_028217.1 
6 110239 Natron 
iaceae; Natronoc 
ref|NR_028216.1 
0 111787 Thermo 
Thermococcu 
ref |NR_028240.1 
78631 Methan 

a 


Natronococcus 
ococcus amylolyticus 
occus. 

Thermococcus 
coccus kodakarensis KOD1 
s. 

Methanoplanus 
oplanus petrolearius 
Methanoplanus. 
Halobacterium 
noricense Archaea; 


ref |NR_028187.1 
3 Halobacterium 
acterium. 


254971251 


ref|NR_028169.1| Halostagnicola 


170247 171679 Halostagnicola larsenii Archaea; 


Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halostagnicola. 


659734 Archaea_16S 173137 173164 46 73 gi 
hamelinensis 100A6 16S ribosomal RNA, partial sequence 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; 
659734 Archaea_16S 180506 180533 46 73 gi 


innermongolicus N-1311 16S ribosomal RNA, partial sequence 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; 


Natronolimnobius. 


659734 Archaea_16S 181989 182016 46 73 gi 


baerhuensis IHC-005 16S ribosomal RNA, partial sequence 


Archaea; Euryarchaeota; 
659734 Archaea_16S 


Halobacteria; Halobacteriales; 
192407 192434 46 73 gi 


nitratireducens C231 16S ribosomal RNA, partial sequence 


Archaea; Euryarchaeota; Halobacteria; Halobacteriales; 
659734 Archaea_16S 196897 196924 46 73 gi 
XF10 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
659734 Archaea_16S 202845 202872 46 
salinarum strain 
Archaea; Euryarchaeota; 
659734 Archaea_16S 

liminatans GKZPZ 


13 gi 


Halobacteria; 
59246 59270 


Halobacteriales; 
46 70 gi 


60726 60750 46 70 gi 
3 16S ribosomal RNA, partial sequence 


659734 Archaea_16S 
palmolei DSM 427 
Archaea; 
659734 Archaea_16S 
zilligii strain 
Archaea; 
659734 Archaea_16S 
beijingense 8-2 


1426 1453 40 67 gi 
Kl 16S ribosomal RNA, partial sequence 


51764 51784 41 61 gi 


659734 Archaea_16S 93556 93576 41 61 gi 
alcaliphilum WeN4 16S ribosomal RNA, partial sequence 


Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; 


659734 Fungi_16S 1456 1512 39 95 gi 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 

Actinobacteria; 
659734 Fungi_16S 
strain IFM 057 
Actinobacteria; 
659734 Fungi_16S 
strain IFM 078 
Actinobacteria; 
659734 Fungi_16S 


4503 4555 39 91 gi 


2965 3015 39 89 gi 


6063 6112 39 89 gi 


strain IFM 10084 16S ribosomal RNA, partial sequence 4616 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


663146 Bacteria_16S 
islandicus strain 


3288087 3288159 4 76 gi 


663146 Bacteria_16S 2262444 2262485 4 45 gi 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial s 


195490 196927 Natri 
Halobacteriaceae; Natrinema. 


91-R6 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 57845 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrob 


Euryarchaeota; Methanomicrobia; Methanomicrobiales; 


Crenarchaeota; Thermoprotei; Desulfurococcales; 


16S ribosomal RNA, partial sequence 50371 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacter 


Actinobacteridae; Actinomycetales; Corynebacterin 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Corynebacterin 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Corynebacterin 


Rlha3 16S ribosomal RNA, partial sequence 32871 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesul 


hydrogeniphilum B 
Thermodesulfobact 


663146 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


663146 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


663146 Bacteria_16S 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


663146 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


663146 Bacteria_16S 


acteria; 
erium. 

203017 203088 4 
teria; Firmicutes; 


89960 90002 4 
teria; 
erium. 


460774 460816 4 


e; Amycolatopsis. 
806771 806813 4 


eria; 
erium. 
2224166 2224208 4 


Thermodesulfobacteria; 


75 


Clostridia; 


46 


46 


46 


Thermodes 


46 


gi 


ain BT 16S ribosomal RNA, partial sequence 20208 
Thermoanaerobacte 


gi 


ain JSP 16S ribosomal RNA, partial sequence 


Thermodesulfobacteria; Thermodesulfobacte 


gi 


in NT 19 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae 


gi 


in 7 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


gi 


Thermodesulfobac 


254971250 
17173 


254971244 
17910 
254971243 
18058 


254971235 
19100 


254971232 


219878416 
20144 
Halobacter 
254971336 
59274 


254971335 
59325 
Meth 
265679008 
1 
Desulfur 
254971284 
51786 


254971310 
92166 
Meth 
265678352 

1514 


265678350 
4565 


265678351 
3016 


265678349 
6112 


219846729 


219857558 
equence 


265678928 


265679003 


265678744 
; Actinomy 
265678508 


80584 
ulfobacter 


Halobacteriaceae; 


Halobacteriaceae; 


Halobacteriaceae; 


ref |NR_028168.1 
0 173164 Haloco 
Halococec 
ref |NR_028162.1 
0 180534 Natron 
Halobacter 


ref |NR_028161.1 
5 182019 Natron 
Natronol 
ref |NR_028153.1 
3 192437 Halobi 
Halobifo 
NR_028150.1 
versiforme 


ref 
nema 


ref |NR_025555.1 
1 202874 Haloba 
iaceae; Halobact 
ref |NR_028254.1 

Methanofollis 
iaceae; Methanof 
ref |NR_028253.1 

60755 Methan 
anomicrobiaceae; 
ref |NR_029316.1 

1463 Sulfop 
ococcaceae; Sulf 
ref |NR_028202.1 


iaceae; Methanob 
ref |NR_028228.1 

93578 Methan 
anobacteriaceae; 
ref|NR_028654.1 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_025146.1 
2261503 226299 


Halococcus 
ccus hamelinensis 
us. 
Natronolimnobius 
olimnobius 
iaceae; 


Natronolimnobius 
olimnobius baerhuensis 
imnobius. 

Halobiforma 
forma nitratireducens 
rma. 

Natrinema versiforme 
Archaea; Euryarchaeota; 


Halobacterium 
cterium salinarum 
erium. 
Methanofollis 
liminatans Archaea; 
ollis. 
Methanoculleus 
oculleus palmolei 
Methanoculleus. 
Sulfophobococcus 
hobococcus zilligii 
ophobococcus. 
Methanobacterium 


Methanobacterium beijingense Archaea; 


acterium. 
Methanobacterium 
obacterium alcaliphilum 
Methanobacterium. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Thermodesulfovibrio 
desulfovibrio islandicus 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


teriales; Thermodesulfobacteriaceae; 


ref |NR_029236.1| Coprothermobacter 
7 203611 Coprothermobacter 
rales; Thermodesulfobiaceae; 


ref |NR_029311.1| Thermodesulfobacterium 
89036 90489 Thermodesulfobacterium 
riales; Thermodesulfobacteriaceae; 
ref|NR_029049.1| Amycolatopsis 
459859 461323 Amycolatopsis 


cetales; Pseudonocardineae; 
ref|NR_028811.1| Thermodesulfobacterium 
2 807361 Thermodesulfobacterium 

iales; Thermodesulfobacteriaceae; 


219857583 


ref|NR_025171.1| Thermodesulfatator 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 


15286 Bacteria; T 
Thermodesulfatato 


hermodesulfobacteria; 
r. 


Thermodesulfobacteriales; 


Thermodesulfobacteriaceae; 


663146 Bacteria 1 


cyanea strain NA1 


Bacteria; Actinob 
Saccharomonospora 
663146 Bacteria_1 


azurea strain NA1 


Bacteria; Actinob 
Saccharomonospora. 
663146 Bacteria_1 


strain MCRL 0044 


xinjiangensis Bac 


Actinosynnematace 
663146 Bacteria_16S 
train YIM 90007 16S ribosomal RNA, par 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae 
663146 Bacteria_16S 


paurometabolica s 


strain YIM90005 1 


663146 Bacteria_16S 


strain K24 16S ri 


; Pseudonocardiaceae; Saccharomonospora. 
774531 774572 4 45 gi|265678530|ref 
6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
861547 861588 4 45 gi|265678471|ref 
bosomal RNA, partial sequence 860647 86213 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
913255 913296 4 45 gi|265678436|ref 


663146 Bacteria_16S 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 


aerocolonigenes s 


aerocolonigenes B 
Actinosynnematace 
663146 Bacteria_16S 


pretiosum subsp. 
Actinomycetales; 


strain 13.4 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
663146 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


663146 Bacteria_16S 
NRRL B-16134 16S ribosomal RNA, parti 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


663146 Bacteria_16S 
n NRRL 15764 16S ribosomal RNA, partia 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


663146 Bacteria_16S 
n NRRL B-24048 16S ribosomal RNA, part 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


663146 Bacteria_16S 
NRRL B-24047 16S ribosomal RNA, parti 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


663146 Bacteria_16S 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


663146 Bacteria_16S 


strain JCM 9114 1 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


663146 Bacteria_16S 


aridum subsp. 


6S 916 957 4 45 gi 


6S 2455 2496 4 45 gi 


6S 265600 265641 4 45 gi 


6S 437850 437891 4 45 gi 


e; Amycolatopsis. 


450086 450127 4 45 gi 


Saccharothrix. 
740455 740496 4 


ae; 


45 gi 


Lechevalieria. 
914813 914854 4 


ae; 


45 gi 


1246367 1246408 4 45 
ibosomal RNA, partial sequence 


gi 


1417009 1417050 4 45 gi 
16S ribosomal RNA, partial sequence 


1536787 1536828 4 45 gi 
Actinobacteria; Actinobacteridae; 
Saccharothrix. 


1538349 1538390 4 


ia; 
ae; 
45 gi 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1541459 1541500 4 45 gi 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 
1543019 1543060 4 45 gi 
Actinobacteria; Actinobacteridae; 
Actinokineospora. 
1563873 1563914 4 


ia; 
ae; 


45 gi 


e; Amycolatopsis. 


1575961 1576002 4 45 gi 


1662882 1662923 4 45 gi 


e; Kibdelosporangium. 
1664422 1664463 4 


45 gi 


34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


pretiosum strain C-15003 16S ribosomal 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardineae; Actinosynnemataceae 
663146 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


265679063 
1 
ales; 


265679062 
1539 


ales; 


265678883 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
663146 Bacteria_1 
kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 
663146 Bacteria_16S 
xinjiangensis str 


265678763 


265678755 


265678554 


dae; 


265678435 


v 


219857484 


1245479 12468 
donocardin 


224581447 
14160 
ales; 


219857378 
al sequenc 
Ac 


219857377 
1 
Actinomyc 


219857375 
ial sequen 
Actinomyc 


219857374 
al sequenc 
Actinomyce 


219846103 
tial seque 


; Actinomy 


219856867 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
663146 Bacteria_16S 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


donocardin 

219878433 
sequence 

e; 


219878432 


Pseu 


Pseu 


donocardin 
rtial sequ 


e; Actinomycet 


al sequenc 
e; Actinomycet 


tial seque 


artial seq 
Actin 


RNA, part 


Actinosy 


Pseu 


tinomyce 


sequence 


ref 


dono 


ref 


dono 


ref 


eae; 


ref 
ence 


ref 


ref 
nce 


uenc 
omyc 


ref 
ial 


nnem 
ref 


eae; 
ref 


dono 


ref 


tale 


ref 


etal 


ref 


etal 


ref 


tale 


ref 


nce 


ceta 


ref 


eae; 
ref 


1489 


3029 


e 449186 45061 


0 Amycolatopsis 


80 Amycolatopsis 


93 1417582 Saccha 


e 1535864 15373 


1537426 15389 


ce 1540535 15420 


e 1542095 15436 


1661967 16634 
Actinomycet 


NR_029371.1 
cardineae; 


NR_029370.1 
Sacch 
cardineae; 


NR_029189.1 


Pseudonoca 
NR_029068.1 

436922 
ales; Pseud 
NR_029060.1 
5 


Saccha 
P 


a 
P 


fo} 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 


seudonocardiaceae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
xr 


diaceae; Kutzneria. 
Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Saccharothrix 
Saccharothrix 
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663146 Bacteria_16S 1665946 1665987 4 45 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
663146 Bacteria_16S 1673515 1673556 4 45 gi|219878426|ref|NR_025565.1]| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
663146 Bacteria_16S 1675038 1675079 4 45 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
663146 Bacteria_16S 1676537 1676578 4 45 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
663146 Bacteria_16S 1678054 1678095 4 45 gi| 219878423 |ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
663146 Bacteria_16S 1679575 1679616 4 45 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
663146 Bacteria_16S 1816561 1816602 4 45 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
663146 Bacteria_16S 1886845 1886886 4 45 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 
663146 Bacteria_16S 1926100 1926141 4 45 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
663146 Bacteria_16S 2139523 2139564 4 45 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
663146 Bacteria_16S 2150095 2150136 4 45 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
663146 Bacteria_16S 2609734 2609775 4 45 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
663146 Bacteria_16S 2612834 2612875 4 45 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
663146 Bacteria_16S 2760461 2760502 4 45 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
663146 Bacteria_16S 2939960 2940001 4 45 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
663146 Bacteria_16S 3079410 3079459 18 67 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
663146 Bacteria_16S 3080986 3081035 18 67 gi|219846868|ref|NR_026460.1| Desulfurella 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
663146 Bacteria_16S 3082562 3082611 18 67 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 
663146 Bacteria_16S 3200536 3200577 4 45 gi|219846788|ref|NR_026380.1| Corynebacterium 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

663146 Bacteria_16S 4211063 4211104 4 45 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

663146 Bacteria_16S 69101 69141 4 44 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

663146 Bacteria_16S 335683 335723 4 44 gi| 265678834 |ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
663146 Bacteria_16S 338814 338854 4 44 gi|265678832|ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
663146 Bacteria_16S 525021 525061 4 44 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

663146 Bacteria_16S 563291 563331 4 44 gi|265678677|ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 

663146 Bacteria_16S 795989 796053 4 68 gi| 265678515 |ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
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663146 Bacteria_16S 2755930 2755974 4 48 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
663146 Bacteria_16S 2997708 2997748 4 44 gi|219846925|ref|NR_026517.1| Acidithiobacillus 
caldus strain KU 16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 
663146 Bacteria_16S 112996 113035 4 43 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

663146 Bacteria_16S 117696 117735 4 43 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

663146 Bacteria_16S 428511 428550 4 43 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

663146 Bacteria_16S 483615 483654 4 43 gi|265678729|ref|NR_029034.1| Dethiosulfovibrio 
acidaminovorans strain srl15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
663146 Bacteria_16S 552576 552615 4 43 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

663146 Bacteria_16S 573818 573857 4 43 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

663146 Bacteria_16S 579712 579751 4 43 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

663146 Bacteria_16S 608381 608420 4 43 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

663146 Bacteria_16S 623583 623622 4 43 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

663146 Bacteria_16S 973589 973628 4 43 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

663146 Bacteria_16S 1134369 1134408 4 43 gi|253680767|ref|NR_028015.1| Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

663146 Bacteria_16S 1172271 1172310 4 43 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 
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16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales 


43 gi 


ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


43 gi 


6N 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovibrionales; De 
663146 Bacteria_16S 


43 gi 


43 gi 


12 16S ribosomal RNA, partial sequence 
Synergistales; 


43 gi 


43 gi 
43 


gi 


43 gi 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
663146 Bacteria_16S 
UG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878357 


219878295 


219878226 


219878175 


219878170 
20362 


219878118 
21022 


219857500 


2341772 23432 


219857493 
23507 


219857221 


44276 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


219846857 


219846842 


5 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846823 


sequenc 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


1770072 177148 


e 1858220 185970 
Actinomycetales; 


1952641 195404 
Actinomycetale 


2030195 203163 


84 2037751 Coryne 
Coryneba 


11 2103776 Desulf 


96 2352265 Dethio 
Synergistaceae; 


2654667 265613 


Actinomycetale 


3096668 309807 


3119211 312059 


NR_024687.1 


Actinosynne 
NR_025496.1 


Corynebacter 


NR_025434.1 


NR_025365.1 


s; Corynebac 


NR_025314.1 
; Corynebact 
NR_025309.1 
cterineae; C 


NR_025257.1 


sulfohalobia 
NR_025088.1 


Pseudonocar 
NR_025081.1 


Dethiosulfov 
NR_024849.1 


s; Corynebac 
NR_026449.1 
Corynebacte 
NR_026434.1 


Corynebacte 


NR_026415.1 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Corynebacterium 

6 Corynebacterium 

ineae; 


Corynebacterium 
1 Corynebacterium 


Corynebacterineae; 


Corynebacterium 
7 Corynebacterium 
terineae; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Desulfonauticus 

onauticus submarinus 

ceae; Desulfonauticus. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Dethiosulfovibrio 

sulfovibrio marinus 

ibrio. 
Corynebacterium 

8 Corynebacterium 

terineae; 


Corynebacterium 
1 Corynebacterium 
rineae; 


Corynebacterium 
3 Corynebacterium 


rineae; 


Corynebacterium 


51 16S ribosomal RNA, partial sequence 


3147642 3149116 Corynebacterium falsenii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

663146 Bacteria_16S 3176022 3176061 4 43 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

663146 Bacteria_16S 3201975 3202014 4 43 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 


strain M408/89/1 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


Corynebacterium. 


663146 Bacteria_16S 


mastitidis strain 


3206437 3206476 4 43 gi 


S-8 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Corynebacterium. 


663146 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 


663146 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 


663146 Bacteria_16S 


imitans strain 20 


3207962 3208001 4 43 gi 


ain CCUG 36622 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


3213935 3213974 4 43 gi 


train DSM 44291 16S ribosomal RNA, parti 
acteria; Actinobacteria; Actinobacterida 
Corynebacteriaceae; Corynebacterium. 


3215458 3215497 4 43 gi 
23 16S ribosomal RNA, partial sequence 


219846784 


es; 


219846783 
1 sequence 3207052 3208519 Corynebacterium 
Actinomycetales; 


219846778 


al 
e; 


219846777 


16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
bacterineae; 


Corynebacteriaceae; 


ref|NR_026376.1| Corynebacterium 
3205525 3207001 Corynebacterium mastitidis 
Corynebacterineae; Corynebacteriaceae; 
ref 


NR_026375.1| Corynebacterium 


Corynebacterineae; 
ref 


sequence 
Actinomycetales; 


NR_026370.1| Corynebacterium 


Corynebacterineae; 


ref|NR_026369.1| Corynebacterium 
3214549 3216020 Corynebacterium imitans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


3213025 3214498 Corynebacterium 


663146 Bacteria_16S 3432084 3432123 4 43 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

663146 Bacteria_16S 3433532 3433571 4 43 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

663146 Bacteria_16S 3434890 3434929 4 43 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

663146 Bacteria_16S 3494188 3494227 4 43 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 

663146 Bacteria_16S 3495567 3495606 4 43 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

663146 Bacteria_16S 3767882 3767921 4 43 gi|219846386|ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

663146 Bacteria_16S 3588486 3588532 21 67 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

663146 Bacteria_16S 46221 46262 4 45 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
663146 Bacteria_16S 72097 72138 4 45 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

663146 Bacteria_16S 73661 73702 4 45 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

663146 Bacteria_16S 108394 108435 4 45 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

663146 Bacteria_16S 116141 116182 4 45 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

663146 Bacteria_16S 195326 195367 4 45 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 
663146 Bacteria_16S 204611 204652 4 45 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

663146 Bacteria_16S 226054 226095 4 45 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
663146 Bacteria_16S 227561 227602 4 45 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

663146 Bacteria_16S 230575 230616 4 45 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
663146 Bacteria_16S 243052 243093 4 45 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

663146 Bacteria_16S 297531 297572 4 45 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
663146 Bacteria_16S 334141 334182 4 45 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 


strain ATCC 51131 


Mycobacterium. 


16S ribosomal RNA, partial sequence 


333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


NGCTCAGAATGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGAAGAAAGCTTGCTTTCTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTT 
GGGAATCTGCCCTTTAGTTGGGGACAACATATGGAAACGTATGCTAATACCGAATGTGATCTACGGATTAAAGGTGCCCTCTCCTTGGAAGGTATCGCTAAAGGA 
TGAGCCCAAGTTAGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGAGGGAAACCTTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAGCACTT 
TCAATTGTGAGGAAAGCTAAGTAGCTAATAACTGCTTAGTGTGACGTTAGCATTAGAAGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGT 
GCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACTGTTAAGTCGGTTGTGAAAGCCCTGGGCTCAACCTAGGAATTGCATCCGATACTGGCA 
ATCTAGAGTTTAAGAGAGGGAAGGGGAATTCCAGGTGTAGCAGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGCCTTCCTGGCTTAAAACTGA 
CGCTGAGGTGCGAAAGCGTGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCAACTAGCTGTTGGTCTTATTAAAAAGATTAGTAGC 
GTAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GATGCAACGCGAAGAACCTTACCATCCCTTGACATGTAGAGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACTCTAACACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTTAGTTGAGAACTCTAATGAGACTGCCGGTGATAAACC 
GGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTATGGGATGGGCTACACACGTGCTACAATGGGGGGTACAAAGAGCAGCCAACTGGCGACAGTGCGCA 
AATCTCAGAAAACCCTTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGTCTAACCTCTGGGAGGGCGCTTACCACTTTGTGATCNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGAATGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGGACGGAAACGATAGATTAGCT 
TGCTATTCTAGGCGTCGAGTGGCGGACGGGTGAGTAACGCGTGGGAATCTACCCTATAGTTGGGGACAACATATGGAAACGTATGCTAATACCGAATATGCTCTA 
CGGAGTAAAGGAGCCCTCTTCTTGAAAGGTTTCGCTATAGGATGAGCCCGCGTAGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCAACGATCCTTAGCT 
GGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGAGCGAAAGCTTGATGCAGCC 
ATACCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAGCACTTTCAATTGGGAGGAAGATAGAGTAGTTAATACCTGCTTTATTTGACGTTACCTTTAGAAGAAGC 
ACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTAGTAAGTCAGTTGTG 
AAAGCCCTGGGCTCAACCTAGGAACTGCATCTGATACTGCTAGTCTAGAGTTTAGTAGAGGGAAGGGGAATTCCAGGTGTAGCAGTGAAATGCGTAGATATCTGG 
AGGAACATCAGTGGCGAAGGCGCCTTCCTGGACTAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAA 
CGATGTCAACTAGTTGTTGGCCTTATTAAAAAGGTTAGTAACAAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCTGCGAACTTTCTAGAGATAGATTGGT 
GCCTTCGGGAACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCTA 
CCATTTAGTTGAGAACTCTAAAGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGGCGACGTCAAGTCATCATGGCCCTTATGGGATGGGCTACACACGTGCTA 
CAATGGGGGGTACAAAGAGCAGCCAACTGGCAACAGTGCGCGAATCTCAAAAAACCCTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAAT 
CGCTAGTAATCGTGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGCTAGTCTA 
ACCTTCGGGAGGACGGTCACCACTTTGTGGTTCATACTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCTCAGAATGAACG 
CTGGCGGTAGGCTTAACACATGCAAGTCGGACGGAAACGATAAAAAAACTTGTTTTTTTAGGCGTCGAGTGGCGGACGGGTGAGTAACGCGTGGGAATCTACCCT 
ATAGTTGGGGACAACATGTGGAAACGCATGCTAATACCGAATATGCTCTACGGAGTAAAGGTGCCCTCTCCTTGGAAGGTATCGCTATAGGATGAGCCCGCGTGA 
GATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCTCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCACAATGAGCGAAAGCTTGATGCAGCCATACCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAGCACTTTCAATTGTGAGGA 
AGGTTCAGTAGTTAATACCTGCTGTTCTTGACGTTAACTTTAGAAGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTC 
GGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTATTAAGTCAGTTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATCTGATACTGGTAGTCTAGAGTTTAA 
GAGAGGGAAGTGGAATTCCAGGTGTAGCAGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACTTCCTGGCTTAAAACTGACGCTGAGGTGCGA 
AAGCGTGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTGGTCTTATTAAAAAGATTAGTAACGAAGCTAACGCGA 
TAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAA 
GAACCTTACCATCCCTTGACATACCAAGAAGTTACTAGAGATAGTTTCGTGCCTTCGGGAGCTTGGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTTAGTTGAGAACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGCGGG 
GACGACGTCAAGTCATCATGGCCCTTATGGGATGGGC TACACACGTGCTACAATGGGGGGTACAAAGAGCAGCCAACTGGCAACAGTGCGCGAATCTCAAAAAAC 
CCTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTGGATTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGGTTCANNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACTGAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGGGG 
GTGCTTGCACCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCAGTCGTGGGGGATAACGCAGCGAAAGCTGTGCTAATACCGCATACGTCC 
TGAGGGAGAAAGCAGGGGATCTTCGGACCTTGTGCGATTGGAGCGGCCGATGTCAGATTAGCTAGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCTGTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCC 
ATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAATCGTGCAGGCTAATACCCTGTATGGATGACGGTACCGGAATAAGAAGC 
ACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGGCGTG 
AAATCCCCGGGCTCAACCTGGGAACTGCGCTTGTGACTGCAAGACTAGAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGG 
AGGAACACCAATGGCGAAGGCAGCCCCCTGGGTCGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAA 
CGATGTCAACTAGTTGTTGGTAGGGTAAAACCTATTAGTAACGGAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAAT 
TGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCCAGAAGCCTTGAGAGATTGAGGTGT 
GCCTTCGGGAACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCA 
TCATTTAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATA 
CAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCAGAAAGCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAAT 
CGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCNGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCCACCAGAAGTAGGTAGCCTA 
ACCGTAAGGGGGGCGCTTACCACGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACATGCAAGTCGAAGCGGTAGCACAGA 
GAGCTTGCTCTTGGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGT 
CGCAAGACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGTGCCCAGATGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGC 
TGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGC 
CATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCGTTGTGGTTAATAACCGCAGCGATTGACGTTACTCGCAGAAGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGT 
GAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATCCGTAGAGATCTG 
GAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGTCTATTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGT 
GCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCA 
GCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCT 
ACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAA 
TCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTT 
AACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNTTNNTGANCCTGGNTCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAATGC 


663146 Bacteria_16S 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


brisbanense Bacte 
Mycobacteriaceae; 
663146 Bacteria_16S 
boenickei strain 
Bacteria; Actinob 
Mycobacterium. 
663146 Bacteria_16S 
antarctica strain 
antarctica Bacter 
Pseudonocardiaceae; 
663146 Bacteria_16S 
benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 
663146 Bacteria_16S 
strain FI-0169 16 


Mycobacterium avium 
663146 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 
663146 Bacteria_16S 
pyrenivorans stra 


Mycobacteriaceae; 
663146 Bacteria_16S 
holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 
663146 Bacteria_16S 
strain E846 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


663146 Bacteria_16S 


strain NGA 16S ribosomal RNA, partial sequence 
Synergistia; 


Synergistetes; 
663146 Bacteria_16S 
strain gM-1 16S r 


663146 Bacteria_16S 
botniense strain 
Bacteria; Actinob 
Mycobacterium. 
663146 Bacteria_16S 
montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 
663146 Bacteria_16S 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 81510 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinob 
Pseudonocardia. 

663146 Bacteria_16S 
flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 
663146 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 
663146 Bacteria_16S 
strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 

663146 Bacteria_16S 
subsp. avium stra 
subsp. 
Mycobacteriaceae; 
663146 Bacteria_16S 


ibosoma 
Actinobacteria; Actinoba 


E347 16 


acteria; 


ain ATC 
teria; 


479000 479041 4 


480549 480590 4 


506826 506867 4 


Pseudonocardia. 


523531 523572 4 


531142 531183 4 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


complex (MAC). 
538781 538822 4 


581255 581296 4 


617731 617772 4 


625139 625180 4 


ibosomal RNA, partial sequence 


676833 676874 4 


Synergistales; 
712726 712767 4 


714285 714326 4 


811398 811439 4 


816006 816047 4 


888694 888735 4 


1235764 1235805 4 


1250809 1250850 4 


1476384 1476425 4 


1490203 1490244 4 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterin 


45 gi 


45 gi 


W5998 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


45 gi 


DVS 5al 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


45 gi 


ain B5 16S ribosomal RNA, partial sequence 52260 
acteria; Actinobacteridae; Actinomycet 


45 gi 


53 


45 gi 


train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


45 gi 


in 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


45 gi 


1406 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


S ribosomal RNA, partial sequence 


ales; 
45 gi| 265678635 
624219 62572 
45 gi| 265678598 
675861 67745 
Synergistaceae; Anaero 
45 gi| 265678574 
711792 71330 
45 gi| 265678573 
71335 
ales; Cory 


Actinobacteridae; Actinomycet 


45 gi 


C BAA-256 16S ribosomal RNA, partial sequ 
Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


45 gi 


45 gi 


-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


45 gi 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 


45 gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


45 gi 


in DSM 44156 16S ribosomal RNA, partia 
avium Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium comp 


45 gi 


strain IBS G15036 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


ales; 


265678698 
0243 53169 


265678693 
sequence 


265678665 
sequence 


265678640 
nce 61679 


265678505 


265678502 


ales; Pseu 
265678452 
nce 88778 
ales; Pseu 


219878254 
artial seq 
ridae; Act 


219857412 
12499 
ales; Cory 
219878445 
1 sequence 
Actinomy 
lex (MAC 


Pseu 


Actinomyc 


ref 


ref 


ref 


ref 


ref 


eae; 
ref 


bacu 
ref 


eae; 
ref 


neba 
ref 
ence 
ref 
dono 
ref 
dono 
ref 
uenc 
ref 
neba 
ref 


ceta 


). 


219846947 


2 524095 Pseud 
donocardineae; 


4 Mycobacterium 


580337 58181 
Actinomyceta 


5 618320 Mycob 
Corynebacterineae; 


5 Mycobacterium 


6 Anaerobaculum 


8 Mycobacterium 


9 714869 Mycob 


9 816530 Pseudo 


3 889225 Sacch 


inomycetales; Co 


18 1251238 Mycob 


1475465 14769 


NR_029003.1 


etales; 


NR_028970.1 
7 


les; Coryneb 


NR_028945.1 


NR_028940.1 


Mycobacteri 
NR_028903.1 


lum. 
NR_028879.1 


Mycobacteri 
NR_028878.1 
a 
cterineae; 


NR_028808.1 

810468 
ales; Coryne 
NR_028805.1 


cardineae; P 
NR_028754.1 
a 
cardineae; P 
NR_025393.1 
e 123486 


NR_025000.1 
a 
cterineae; M 


NR_025584. 


3 


les; Coryneb 


ref 


265678732|ref|NR_029037.1| Mycobacterium 
478074 479572 Mycobacterium 
Actinomycetales; Corynebacterineae; 
265678731|ref|NR_029036.1| Mycobacterium 
479623 481120 Mycobacterium boenickei 
ales; Corynebacterineae; Mycobacteriaceae; 
265678714|ref|NR_029019.1| Pseudonocardia 
505922 507359 Pseudonocardia 
Actinomycetales; Pseudonocardineae; 
265678703|ref|NR_029008.1| Pseudonocardia 


onocardia benzenivorans 
P 


seudonocardiaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 


Mycobacteriaceae; Mycobacterium; 
NR_028998.1| Mycobacterium 
537853 539333 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
Mycobacterium 
acterineae; 


Mycobacterium 


acterium holsaticum 
Mycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Anaerobaculum mobile 
mobile Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 


Mycobacteriaceae; 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


NR_026539.1 


Corynebacterium durum 


1489276 1490698 Corynebacterium durum 


663146 Bacteria_ 
canariasense stra 
canariasense Bact 
Mycobacteriaceae; 
663146 Bacteria_ 


strain R-13291 1 
Proteobacteria; 


663146 Bacteria_ 


strain HS-5 16S 
Actinobacteria; 


663146 Bacteria_ 
rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 
663146 Bacteria_ 


strain DSM 44222 
Actinobacteria; 


663146 Bacteria_ 


strain DSM 44515 
Actinobacteria; 


663146 Bacteria_ 
moriokaense strai 
moriokaense Bacte 


Mycobacteriaceae 


663146 Bacteria_ 
saxobsidens strai 


saxobsidens Bact 
Blastococcus. 


663146 Bacteria_ 


kongjuensis stra 
kongjuensis Bact 
Pseudonocardiace 


663146 Bacteria_ 


spinosispora str 
spinosispora Bac 
Pseudonocardiace 


663146 Bacteria_ 


smegmatis strain 
smegmatis Bacter 
Mycobacteriaceae 


663146 Bacteria_ 


strain B1953/27. 
Proteobacteria; 


663146 Bacteria_ 


elephantis strai 
elephantis Bacte 
Mycobacteriaceae 


663146 Bacteria_ 


heidelbergense s 
heidelbergense B 
Mycobacteriaceae 


663146 Bacteria_ 


pinnipedii strai 
Bacteria; Actino 


Mycobacterium; My 
663146 Bacteria_ 


africanum strain 
africanum Bacter 
Mycobacteriaceae 


663146 Bacteria_ 


scrofulaceum str 
scrofulaceum Bac 
Mycobacteriaceae 


663146 Bacteria_ 


tokaiense strain 
tokaiense Bacter 
Mycobacteriaceae 


663146 Bacteria_ 


poriferae strain 
poriferae Bacter 
Mycobacteriaceae 


663146 Bacteria_ 


strain ATCC 1942 


16S 1560939 1560980 4 45 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
16S 1653660 1653701 4 45 gi| 219878439 
6S ribosomal RNA, partial sequence 1652728 16542 
Gammaproteobacteria; Xanthomonadales; Xan 
16S 1705667 1705708 4 45 gi| 219878404 
ribosomal RNA, partial sequence 1704738 17061 
Rubrobacteridae; Thermoleophilales; Thermoleophil 
16S 1726900 1726941 4 45 gi| 219878390 
DSM 44223 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
16S 1728439 1728480 4 45 gi| 219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteridae; Actinomycetales; Corynebacterin 
16S 1729975 1730016 4 45 gi| 219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteridae; Actinomycetales; Corynebacterin 
16S 1731488 1731529 4 45 gi| 219878387 
n DSM 44221 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
Mycobacterium. 

16S 1788948 1788989 4 45 gi 
n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


219846147 
equence 


’ 


La 
219878343 
uence 

e Actinomyc 
16S 1924539 1924580 4 45 gi 
n LM 157 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae; 
ae; Pseudonocardia. 

16S 1950528 1950569 4 45 gi 
in LM 141 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae 
ae; Pseudonocardia. 
16S 2034115 2034156 4 45 gi| 219878172 
ATCC 19420 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 

16S 2044996 2045037 4 45 gi 
1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; xX 
16S 2052806 2052847 4 45 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

16S 2090897 2090938 4 45 gi 
train 2554/91 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacterid 
Mycobacterium. 

16S 2112289 2112330 4 
6482 1 
acteria 
cobacte 
16S 
ATCC 25 


219878245 
quence 
Actinomyc 


i 


219878228 
equence 


; Actinomy: 


a 


i 
7 
219878165 
20440 
anthomonad 
219878157 
sequence 
Actinomyce 


n 
r 


’ 


219878129 
1 sequence 
ae; Actino: 


, 
7 
219857660 
nce 21113 
ales; Cory 


45 gi 
6S ribosomal RNA, partial seque 
; Actinobacteridae; Actinomycet 
rium tuberculosis complex. 
2128961 2129002 4 45 gi|219857649 
420 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis compl 
16S 2130439 2130480 4 45 gi| 219857648 
in ATCC 19981 16S ribosomal RNA, partial sequenc 
eria; Actinobacteria; Actinobacteridae; Actinomy 
Mycobacterium. 

16S 2131944 2131985 4 45 gi| 219857647 
ATCC 27282 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
16S 2133447 2133488 4 45 gi| 219857646 
ATCC 35087 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


n 
b 


i 
; 


a 
14 


, 


i 


, 


i 


, 


Actinomy 


thomonad 


ref |NR_025737.1 

1560055 156148 
cetales; Coryne 
ref|NR_025578.1 


acea 
ref 


e; Thermomon 
NR_025543.1 


aceae; Thermoleo 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


’ 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref |NR_025482.1 
1788037 178951 
etales; Frankine 


ref |NR_025384.1 
1923611 192512 
etales; Pseudono 


ref |NR_025367.1 
1949601 195111 
cetales; Pseudon 


ref |NR_025311.1 

2033216 203470 
ales; Corynebact 
ref |NR_025304.1 
53 2045572 Luteim 
aceae; Luteimona 
ref|NR_025296.1 

2051875 205339 
tales; Corynebac 


ref|NR_025268.1 
2089993 209143 
mycetales; Coryn 


ref |NR_025249.1 
81 2112761 Mycoba 
nebacterineae; M 


ref|NR_025238.1 
2128040 212947 
ales; Corynebact 
ex. 
ref |NR_0252 
e 2129523 21309 
cetales; Coryne 


37.1 
8 
b 


36.1 
8 
t 


ref |NR_0252 
2131039 21324 
ales; Corynebac 


, 


ref |NR_0252 
2132540 21339 
ales; Corynebac 


35.1 
8 


’ 


16S 2134961 2135002 4 45 gi 
2 16S ribosomal RNA, partial sequence 


219857645 


b 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Mycobacterium 

1 Mycobacterium 

erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Luteimonas mephitis 
onas mephitis Bacteria; 
s. 

Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


ref |NR_025234.1 


Mycobacterium microti 


2134040 2135523 Mycobacterium microti 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 


663146 Bacteria_1 


strain ATCC 51384 


Actinobacteria; Actinobacteridae 
663146 Bacteria_1 


strain MUP 1182 1 


strain ATCC 927 1 


strain NRCM 00-25 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
663146 Bacteria_16S 
acidaminiphila st 
acidaminiphila Ba 


Stenotrophomonas. 


663146 Bacteria_16S 


strain FI-13295 1 


singaporensis Bac 
Nocardioidaceae; 


663146 Bacteria_16S 


strain DSM 43194 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
663146 Bacteria_16S 
taberi strain DSM 


Bacteria; Actinob 


Saccharopolyspora. 
663146 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


663146 Bacteria_16S 


strain IFO 12513 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


663146 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


663146 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


663146 Bacteria_16S 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


663146 Bacteria_16S 


strain DSM 44183 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


663146 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


663146 Bacteria_16S 


6S 2136478 2136519 4 
16S ribosomal 


45 gi 
RNA, partial sequence 

; Actinomycetales; Cory 
6S 2148513 2148554 4 45 gi 
6S ribosomal RNA, 


2165153 2165194 4 45 gi 


2218191 2218232 4 45 gi 
5 16S ribosomal RNA, partial sequence 


2320129 2320170 4 45 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2327718 2327759 4 


45 gi 


2344189 2344230 4 45 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2611307 2611348 4 


e; 


45 gi 


2640422 2640463 4 45 gi 
16S ribosomal RNA, partial sequence 


2667483 2667524 4 45 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycetal 
2668998 2669039 4 45 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 
2799570 2799611 4 


45 gi 


2808701 2808742 4 45 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2891418 2891459 4 45 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2938442 2938483 4 45 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 

3011307 3011348 4 45 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 
3336748 3336789 4 


1 
; 


2 
1 
; 


e; 


45 gi 
ne 
3338257 3338298 4 45 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3339769 3339810 4 45 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 
3492641 3492682 4 


al 
e; 


rt 
da 


45 gi 


ne 


ne 


ne 


ne 


ne 


do 


ne 


219857644 

21355 
bacterin 
219857636 
complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
663146 Bacteria_16S 


22172 


equence 
ria; 


219857511 
6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
663146 Bacteria_16S 
singaporensis str 


equence 


219857258 
16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
663146 Bacteria_16S 


26395 


ce 26665 
es; 


219857211 
ue 
in 


nce 
omycetal 


219857117 
16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 


omonospori 
219857111 

sequence 
Actinomy 


219856862 
se 
Actinomyc 


quence 


19856831 


sequence 
Actinomy 


219846916 
eq 


uence 


219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
663146 Bacteria_16S 


bacterin 


219846693 


sequenc 


219846692 


ial sequ 
e; Actin 


219846581 


chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


bacterin 
219857625 
6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
663146 Bacteria_16S 


bacterin 
219857587 


bacterin 
219857516 
s 


te Xan 


bacterin 
219857498 

s 
Actinomycet 


nocardin 
219857231 


bacterin 
219857212 


en 
Pseu 


Actinomycet 


Actinomycet 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025086.1 

2343294 234473 
ales; Propio 
ref |NR_024889.1 
eae; Pseudonocar 
ref|NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref|NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


ref|NR_024681.1 
2890502 289195 
etales; Micromon 


ref|NR_024650.1 
2937540 293900 
cetales; Pseudon 


ref|NR_026508.1 
3010413 301189 
ales; Franki 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref|NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 

Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 

Stenotrophomonas 
3 Stenotrophomonas 
nthomonadaceae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


ineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

7 Actinoplanes 

nosporineae; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Modestobacter 
4 Modestobacter 
neae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


ref|NR_026173.1 
3491744 349320 


Mycobacterium 
9 Mycobacterium 


663146 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


663146 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
663146 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


663146 Bacteria_16S 


strain 1066 16S r 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


663146 Bacteria_16S 


strain 3015 16S r 


strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 


663146 Bacteria_16S 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


663146 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


663146 Bacteria_16S 


fusiformis strain 
Bacteria; Verruco 


663146 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


663146 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


663146 Bacteria_16S 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


663146 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


663146 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


663146 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


663146 Bacteria_16S 


nebraskense strai 
nebraskense Bacte 
Mycobacteriaceae; 


663146 Bacteria_16S 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


663146 Bacteria_16S 


strain M175 16S r 
Actinobacteria; A 


663146 Bacteria_16S 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 


3524357 3524398 4 45 gi 
CIB 12823 16S ribosomal RNA, partial s 
; Actinobacteria; Actinobacteridae; Ac 
e; Saccharopolyspora. 
3571777 3571818 4 45 

ribosomal RNA, partial sequence 
Bifidobacteriales; Tu 
3608418 3608459 4 45 gi 
ATCC 9874 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Ac 
Mycobacterium. 
3615990 3616031 4 45 
ibosomal RNA, partial sequence 


e 
% 


gi 


xr 


gi 


n 
3623130 3623171 4 45 gi 
ulosis strain 5617 16S ribosomal RNA, 

tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3624631 3624672 4 45 gi 
ibosomal RNA, partial sequence 


H ° 


n 
3626176 3626217 4 45 gi 

16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


3636921 3636962 4 45 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomyceta 
3664514 3664555 4 45 gi 
DSM 44277 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Ac 

Mycobacterium. 

3705283 3705324 4 45 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3709839 3709880 4 45 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3712859 3712900 4 45 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


Cc 
r 


e 
r 


e 
a 


3714320 3714361 4 45 gi 
rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 

3721861 3721902 4 45 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


e 
a 


Cc 
a 


3840554 3840595 4 45 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Cc 
a 


4039361 4039402 4 45 gi 
LTA-388 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

Mycobacterium. 

4063406 4063447 4 45 gi 
n UNMC-MY1349 16S ribosomal RNA, compl 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

4074013 4074054 4 45 gi 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

4233868 4233909 4 45 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
75169 75205 4 40 gi 


q 


e 


1 
i 


gi 


n 


219846560 


219846528 
3570843 35723 


219846500 


219846495 
3615060 36165 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


663146 Bacteria_16S 219846490 


pa 


219846489 
3623734 36252 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


663146 Bacteria_16S 219846488 


al 


219846481 


219846462 


219846433 


219846430 


219846428 


219846427 


219846420 


219846335 


219846197 


Ac 


219846177 


219846170 


219846046 
4232932 42344 


265679014 


ref|NR_026152.1 
3523483 352488 
les; Pseudonocar 


uence 
nomyceta 


q 
aE 


ref|NR_026120.1 


icella. 
ref|NR_026092.1 
3607525 360892 
ales; Corynebact 


uence 
inomycet 


q 
= 


’ 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref |NR_026082.1 
rtial sequence 362222 
Actinobacteridae; Actino 
bacterium avium complex ( 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; 


ebacterin 


ebacterin 

36252 
es; Cory 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


36360 


les; Cory 
ref|NR_026054.1 
3663577 366509 


ales; Corynebact 


uence 
inomycet 


q 
t 


v 


ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


37043 
biales; 


e 
Oo. 


37089 


obiales; 


ce 37119 
es; Micr 


n 
1 


ref|NR_026018.1 
3713443 371485 
mycetales; Micro 


uence 
Actino: 


q 
e 


v 


ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


37209 
Cory 


e 
les; 
ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


38396 
Fran 


e 
les; 
ref|NR_025787.1 

4038441 403994 
tales; Corynebac 


uence 


tinomyce 


ref|NR_025767.1 
ce 4062487 406399 
etales; Coryneba 


te seq 
Actino: 


uen 
myc 


ref|NR_025760.1 
4073095 407456 
nomycetales; Cor 


sequence 


dae; Acti 


ref |NR_025636.1 
22 Mycobacterium 


ebacterineae; Mycobacteri 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 
Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 


Mycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Actinoplanes 

planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 


ref|NR_029322.1 
74295 75601 


Chlorobium 
Chlorobium 


phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 


Chlorobium. 


663146 Bacteria_16S 
strain ATCC 15468 
Proteobacteria; 
663146 Bacteria_16S 
radiotolerans strain P 1 16S ribosomal RNA, 


Rubrobacteraceae; 
663146 Bacteria_16S 
strain Kol5a 16S 


radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobac 
Rubrobacter. 
291374 291418 1 45 gi| 265678866 
ribosomal RNA, partial sequence 290399 29196 
Aquificae; Aquificales; Aquificaceae; Aquifex. 
337250 337290 4 44 gi| 265678833 


663146 Bacteria_16S 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 
Parascardovia. 
663146 Bacteria_16S 
effusa strain AP103 16S ribosomal RNA, partial sequence 


Bacteria; 


663146 Bacteria_16S 442441 442481 4 44 gi| 265678760 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifi 
Bifidobacterium. 

663146 Bacteria_16S 567810 567850 4 44 gi| 265678674 
strain ID131577 16S ribosomal RNA, partial sequence 566874 56834 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacte 
663146 Bacteria_16S 638906 638946 4 44 gi| 265678625 


rhizophila strain 


Bacteria; 


Proteobacteria; 
663146 Bacteria_16S 
strain M39 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pisciricketts 


Betaproteobacteria; Neisseriales; Neisseriaceae; 

760799 760839 4 44 gi| 265678539 

strain V33 16S ribosomal RNA, partial sequence 759866 76120 
Betaproteobacteria; Neisseriales; Neisseriaceae; 

788390 788430 4 44 gi| 265678520 

787469 78896 


Proteobacteria; 
663146 Bacteria_16S 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 
663146 Bacteria_16S 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Micromonosporaceae; Micromonospora. 

663146 Bacteria_16S 1048477 1048517 4 44 gi| 265678346 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 10490 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Micromonospora. 
663146 Bacteria_16S 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardiaceae; 


663146 Bacteria_16S 1219034 1219074 4 44 gi| 219878368 
strain CCUG 33897 16S ribosomal RNA, partial sequence 12181 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Luteococcus. 

663146 Bacteria_16S 1361376 1361416 4 44 gi|228719712 


ferrooxidans DSM 


386848 386888 4 44 


gi 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; S 


178522 178562 4 44 gi| 265678944 

16S ribosomal RNA, partial sequence 17756 
Gammaproteobacteria; Aeromonadales; Aeromonadacea 
262549 262589 4 44 gi| 265678885 


complete sequence 


Bifidobac 


265678797 
38592 


ref 


teri 


ref 


inob 
ref 


doba 


ref 


4 179023 Aeromo 


1 387397 Hydroc 


441527 442954 


3 Conexibacter 


NR_029252.1 


NR_029102.1 


acteraceae; 
NR_029065.1 


cteriales; B 


NR_028979.1 


Aeromonas punctata 
nas punctata Bacteria; 


e; Aeromonas. 
ref|NR_029191.1] Rubrobacter 
261591 263140 Rubrobacter 
terales; Rubrobacterineae; 
ref|NR_029172.1| Aquifex pyrophilus 
2 Aquifex pyrophilus Bacteria; 
ref|NR_029138.1| Parascardovia 
336318 337835 Parascardovia 


bacteriaceae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Bifidobacterium 

Bifidobacterium 
ifidobacteriaceae; 


Conexibacter woesei 


woesei Bacteria; 


Rhodococcus. 


681366 681406 4 44 


gi 
680 


855348 855388 4 44 


gi 


1031557 1031597 4 44 


gi 


1075527 1075567 4 44 


gi 


10331 16S ribosomal RNA, 


Acidimicrobium. 


1390064 1390104 4 44 


gi 


Proteobacteria; 


1452281 1452321 4 44 


gi 


e-pl0 16S ribosomal RNA, partial sequence 63798 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
663146 Bacteria_16S 
strain NA 1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
663146 Bacteria_16S 
strain Al 16S ribosomal RNA, partial sequence 
Proteobacteria; 
663146 Bacteria_16S 


Betaproteobacteria; Neisseriales; Neisseriaceae; 
759245 759285 4 44 gi| 265678540 
758305 75981 


omonospori 


complete sequence 13604 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobi 
Acidimicrobiaceae; 
663146 Bacteria_16S 
bacteriovorus strain HD 100 16S ribosomal RNA, partial 
bacteriovorus HD100 Bacteria; 
Bdellovibrio. 
663146 Bacteria_16S 


sequence 
Deltaproteobacteria 


265678595 
477 68183 


265678475 


Actin 


265678357 


265678327 


228716586 


Conexibacter. 


ref 


iace 
ref 


omyc 
ref 
etal 
ref 
neae 


ref 


; Bd 


224581419 


endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


raceae; 


2 639478 Stenot 


854408 855931 


1030633 103211 


1074605 107593 


1389197 139049 


NR_028930.1 


ae; Methylop 
NR_028778.1 


etales; Prop 
NR_028659.1 
es; Micromon 
NR_028648.1 
; Micromonos 
NR_028629.1 


ales; Coryne 


ellovibriona 


ref 


Stenotrophomonas 
rophomonas rhizophila 


anthomonadaceae; Stenotrophomonas. 
ref|NR_028900.1| Neisseria animalis 

1 Neisseria animalis Bacteria; 
Neisseria. 

ref|NR_028844.1| Alysiella filiformis 
5 Alysiella filiformis Bacteria; 
Alysiella. 

ref|NR_028843.1| Neisseria dentiae 

6 Neisseria dentiae Bacteria; 
Neisseria. 

ref|NR_028824.1| Methylophaga alcalica 
2 Methylophaga alcalica Bacteria; 


haga. 
Propionibacterium 
Propionibacterium 

ionibacterineae; 


Micromonospora 
4 Micromonospora 
osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Rhodococcus 
5 Rhodococcus 
bacterineae; 


ref|NR_025507.1| Luteococcus sanguinis 
99 1219566 Luteococcus sanguinis 
ionibacterineae; Propionibacteriaceae; 
ref|NR_027584.1| Acidimicrobium 

61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 
ref|NR_027553.1| Bdellovibrio 


0 Bdellovibrio 
les; Bdellovibrionaceae; 


NR_027200.1 


Micromonospora 


1451367 1452843 Micromonospora 


663146 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


663146 Bacteria_16S 


matsumotoense str 
matsumotoense Bac 
Micromonosporacea 


663146 Bacteria_16S 


strain IBS S6874 
Proteobacteria; 


strain R-10289 16 
Proteobacteria; 


LMG 19981 16S rib 
Proteobacteria; 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


663146 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


663146 Bacteria_16S 


strain LMG 317541 
Proteobacteria; G 


663146 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


663146 Bacteria_16S 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


663146 Bacteria_16S 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


663146 Bacteria_16S 


avidum strain DSM 
Bacteria; Actinob 


Propionibacterium. 
663146 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


663146 Bacteria_16S 


strain ICPB 3636 


Proteobacteria; B 


663146 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


663146 Bacteria_16S 


australiense stra 
australiense Bact 
Propionibacteriac 


G 
663146 Bacteria_16S 


G 
663146 Bacteria_16S 


G 
663146 Bacteria_16S 


ammaproteobacteria; Xanthomonadales; X 
1894524 1894568 4 48 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


an 


a; 


1977720 1977764 4 48 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
2026712 2026752 4 44 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
2043421 2043461 4 44 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


ib 


qu 
ct 


2077163 2077203 4 44 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2078722 2078762 4 44 gi 
DSM 20700 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Propionibacterium. 

2081833 2081873 4 44 gi 
4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


s 


se 
Ac 


nc 
al 


2089439 2089479 4 

1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2265565 2265605 4 44 gi 


44 gi 


Ne 


etaproteobacteria; Neisseriales; Neiss 
2354773 2354809 4 40 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2359388 2359428 4 44 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 


er 


nc 
ob 


ia 


’ 


663146 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


663146 Bacteria_16S 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; A 


663146 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


663146 Bacteria_16S 


2421934 2421974 4 44 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2456712 2456752 4 44 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 
eromonas. 

2625198 2625238 4 44 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


eq 
ae 


rt 
ia 


al 
ac 


omonada 
219878166 


Actino: 


219878210 
19767 
rionales 
219878178 
257 
cea 


20 


ence 
eria; 


219878138 


equence 


219878137 


quence 


219878135 
809 
rop 


20 
P 


e 
es; 


219878130 
2088549 2089942 Nevsk 


vskia. 


219857556 
16S ribosomal RNA, partial sequence 2264632 22660 


iaceae; 


219857491 
23538 
acterale 
219857488 
1 sequen 
Actinomyceta 


e 


219857445 


uence 


, 


219857413 
ial sequ 
Gammap 


, 


219857248 
sequenc 
x 


teria; 


2690107 2690151 1 45 


gi 


219857196 


caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 


thomonad 
219878268 
equence 

Desulfo 


Xa 


myc 


tinomycetale 


Actinomyce 


aceae; Fulvimon 
ref|NR_025407.1 

1893578 18950 
vibrionales; De 


ref |NR_025349.1 
73 1978275 Desul 
; Desulfomicrob 
ref|NR_025317.1 


e; Aeromonas. 
ref|NR_025305.1 
2042490 204400 
nthomonadales; 


ref|NR_025277.1 
2076251 207775 
etales; Propion 


ref|NR_025276.1 
2077807 207932 
s; Propioni 


ref|NR_025274.1 
23 2082426 Propi 
ionibacterineae 


ref 
iar 


NR_025269.1 
amosa Bacte 
ref|NR_025144.1 
Simonsiella. 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophacea 
ref |NR_025076.1 
ce 2358483 235995 


ref |NR_025033.1 
2421026 242250 
tales; Coryn 


ref 
ence 
rote 


NR_025001.1 
245578 
obacteria; 


ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref|NR_024824.1 
2689164 269065 


a 


9 
s 


£ 
i 


59 2027165 Aeromo 
Xx 
z 


b 


fe) 
; 


r 


e 


les; Propion 


1508113 1508153 4 44 gi|219846303|ref|NR_025893.1| Neisseria elongata 
train ATCC 25295 16S ribosomal RNA, complete sequence 1507158 1508633 Neisseria 
longata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

1532283 1532323 4 44 gi|219857427|ref|NR_025015.1| Micromonospora 
ain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

e; Micromonospora. 

1646122 1646162 4 44 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

1655207 1655247 4 44 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

1815031 1815071 4 44 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
osomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 


Ss. 

Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Aeromonas popoffii 

nas popoffii Bacteria; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionibacterium 
nibacterium avidum 


Propionibacteriaceae; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Desulfomonile 
omonile limimaris 
Desulfomonile. 
Propionibacterium 
1 Propionibacterium 
ibacterineae; 


’ 


Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Hydrogenivirga 
5 Hydrogenivirga 


663146 Bacteria_16S 


strain K97-0003 1 


2724662 2724702 4 44 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


663146 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


663146 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


663146 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


663146 Bacteria_16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


663146 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


663146 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


663146 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 


663146 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


663146 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
663146 Bacteria_16S 


strain DSM 43040 
Actinobacteria; A 


663146 Bacteria_16S 


strain DSM 43039 
Actinobacteria; A 


663146 Bacteria_16S 


DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 


663146 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 
Dactylosporangium 


663146 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


663146 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


663146 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


663146 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


663146 Bacteria_16S 


thalassica strain 


2851257 2851297 4 44 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2852826 2852866 4 44 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2942999 2943039 4 44 gi 
YU655-43 16S ribosomal RNA, partial se 


e; Virgisporangium. 

3174491 3174555 4 68 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3179119 3179158 4 43 gi 
IBS B52218 16S ribosomal RNA, partial 


e; Corynebacterium. 

3300318 3300358 4 44 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


3324641 3324681 4 44 gi 

SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 

e; Dactylosporangium. 

3326168 3326208 4 44 gi 
43916 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


a; Actinobacteria; Actinobacteridae; Act 


a; Actinobacteria; Actinobacteridae; Act 


219857172 


6S ribosomal RNA, partial sequence 2723739 27252 


omonospori 
219856890 
1 sequence 
ia; Pseudo: 


v 


219856889 
28518 
nadales; X 
219856828 
quence 

inomycet 


219846805 
31735 
s; Thermoa 
219846802 
sequence 

inomycet 


219846721 
quence 
eria; Thio 
219846702 
quence 

tinomyceta 


219846701 
ence 33252 
ales; Micr 


ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 
neae; Micromonosporaceae; Longispora. 
ref|NR_024709.1| Pseudomonas 

2850317 2851835 Pseudomonas 
monadales; Pseudomonadaceae; 


ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref |NR_024647.1 

2942098 294356 
ales; Micromonos 


Pseudomonas geniculata 
monas geniculata 
Virgisporangium 
3 Virgisporangium 
porineae; 


, 


ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref|NR_026394.1 

3178210 317953 
ales; Corynebact 


Thermoanaerobacter 
anaerobacter mathranii 
; Thermoanaerobacter. 

Corynebacterium 
2 Corynebacterium 
erineae; 


, 


ref |NR_026313.1 
3299393 330087 
trichales; Pisci 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


ref|NR_026294.1 
3323723 332519 
les; Micromonosp 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


3327689 3327729 4 44 gi 

ain DSM 43810 16S ribosomal RNA, parti 

teria; Actinobacteria; Actinobacterida 

e; Dactylosporangium. 

3329208 3329248 4 44 gi 
43917 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


3330736 3330776 4 44 


gi 
ctinobacteridae; Actinomycetales; Micr 
3332264 3332304 4 44 gi 


ctinobacteridae; Actinomycetales; Micr 
3341294 3341334 4 44 gi 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


3342821 3342861 4 44 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
3344340 3344380 4 44 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3345868 3345908 4 44 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3347394 3347434 4 44 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3348920 3348960 4 44 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3382611 3382651 4 44 
ATCC 33146 16S ribosomal RNA, 


gi 
complet 


al 
e; 


219846700 


ref 
sequenc 
Actinomycet 


e 3326771 33282 


NR_026292.1 
3 


ales; Micro 


Dactylosporangium 


9 Dactylosporangium 
monosporineae; 


219846699 
ence 33282 
ales; Micr 


219846698 


16S ribosomal RNA, partial sequence 3329815 33312 


omonospori 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 


omonospori 
219846690 


3340376 3341852 Micro 


omonospori 


219846689 
nce 33419 
ales; Micr 


219846688 
33434 
ales; Micr 
219846687 
e 33449 
ales; Micr 
219846686 
ce 33464 
ales; Micr 
219846685 
33480 
Micr 


ales; 


219846661 
e sequence 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


ref|NR_026290.1| Pilimelia terevasa 

92 Pilimelia terevasa Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 

10 Pilimelia anulata Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026282.1| Micromonospora rosaria 
monospora rosaria Bacteria; 

neae; Micromonosporaceae; 


, 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


ref|NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 
omonosporineae; Micromonosporaceae; 


ref|NR_026279.1| Micromonospora 
50 3346425 Micromonospora aurantiaca 
omonosporineae; Micromonosporaceae; 


ref|NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


ref|NR_026253.1| Methylophaga 
3381669 3383157 Methylophaga 


thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Methylophaga. 


663146 Bacteria_16S 


strain ATCC 35842 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
663146 Bacteria_16S 


strain CIP 103259 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
663146 Bacteria_16S 


strain CIP 7430 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
663146 Bacteria_16S 


strain VKM-14L 16 


Proteobacteria; Gammaproteobacteria; Methylococcales; M 
663146 Bacteria_16S 
strain LK6 16S ri 
G 
663146 Bacteria_16S 
apsheronum strain 
Proteob 
663146 Bacteria_16S 
allosaccharophila 
allosaccharophila 


Proteobacteria; 


Bacteria; 


Aeromonas. 


663146 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


663146 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


663146 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


663146 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


663146 Bacteria_16S 


strain 848 16S ri 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
663146 Bacteria_16S 4116239 4116279 4 44 gi|219846140|ref|NR_025730.1 
strain W4937 16S ribosomal RNA, partial sequence 4115405 41168 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
663146 Bacteria_16S 4238392 4238432 4 44 gi| 219846043 |ref|NR_025633.1 
strain R18165 16S ribosomal RNA, complete sequence 4237444 42389 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
663146 Bacteria_16S 14407 14446 4 43 gi|265679054|ref|NR_029362.1 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; F 
Francisella. 

663146 Bacteria_16S 50842 50881 4 43 gi|265679030|ref|NR_029338.1 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
663146 Bacteria_16S 61562 61601 4 43 gi| 265679023 |ref|NR_029331.1 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
663146 Bacteria_16S 79446 79489 4 47 gi|265679011|ref|NR_029319.1 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
Pseudomonas. 

663146 Bacteria_16S 96213 96252 4 43 gi| 265678999 |ref|NR_029307.1 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; De 
Desulfovibrio. 

663146 Bacteria_16S 103874 103913 4 43 gi|265678994|ref|NR_029302.1 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukam 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; T 
Tsukamurella. 

663146 Bacteria_16S 114595 114634 4 43 gi| 265678986 |ref|NR_029294.1 


strain DM-2 16S r 
Proteobacteria; D 


3384150 3384190 4 44 gi 
16S ribosomal RNA, partial sequence 


3414390 3414430 4 44 gi 
16S ribosomal RNA, partial sequence 


3612884 3612924 4 44 gi 
16S ribosomal RNA, partial sequence 


3650695 3650735 4 44 
S ribosomal RNA, partial sequence 


gi 


3652236 3652276 4 44 
bosomal RNA, complete sequence 


gi 


3699315 3699359 4 48 gi 
acteria; Deltaproteobacteria; 
3813278 3813318 4 44 gi 


Bacteria; Proteobacteria; 


3875524 3875564 4 44 


gi 


etaproteobacteria; Neisseriales; Neiss 
3881698 3881762 4 68 gi 


teria; 
ir. 


Firmicutes; Clostridia; 
3887982 3888022 4 44 gi 
n Gottingen 1488-6 16S ribosomal RNA, 

ria; Proteobacteria; Betaproteobacteri 
3891056 3891096 4 44 gi 


a; Neisseriales; Neisseriaceae; Kingel 
4009007 4009047 4 44 gi 
bosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


eltaproteobacteria; Syntrophobacterale 


ammaproteobacteria; Methylococcales; M 


1105 16S ribosomal RNA, partial seque 
Desulfov 


strain CECT 4199 16S ribosomal RNA, p 
Gammaproteo 


ain JT-3 16S ribosomal RNA, partial se 
Thermoa 


219846660 
33832 
Ca 
219846635 
34134 
no 
219846497 
36119 


219846471 


3649747 36512 
hylococe 


et 
219846470 


3651286 36527 
hylococc 


et 
219846437 
nce 36983 
ib 
219846354 
ar 
bacteria; 


219846312 


6S ribosomal RNA, partial sequence 3874615 38761 


eriaceae; 
219846308 
quence 

na 


219846304 
pa 
a; 

219846301 


3890099 3891585 Kinge 


la 
219846217 


4008054 40095 


s; Syntrop 


ricketts 


mycineae 


omonadacea 


rionales; 


tial seq 


erobacte 


rtial se 
Neisser 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_025945.1 
uence 381232 
Aeromonadales; 
ref|NR_025902.1 
seria. 
NR_025898.1 
8 
a 


Neis 


s; Thermoan 
ref 
quen 
iale 
ref 
lla 


NR_025894.1 
ce 388702 
s; Neisseria 
NR_025891.1 
oralis Bacte 


ref|NR_025807.1 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 

Aeromonas bestiarum 
nas bestiarum Bacteria; 


Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 

Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Kingella oralis strain 
ria; Proteobacteria; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Francisella tularensis 
Francisella tularensis 

rancisellaceae; 


Desulfovibrio 

ovibrio alaskensis 
aceae; Desulfovibrio. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Tsukamurella pulmonis 
urella pulmonis 
sukamurellaceae; 


haceae; Syntroph 


Syntrophus buswellii 


113641 115189 Syntrophus buswellii Bacteria; 


uS. 


663146 Bacteria_16S 


amnigena strain A 
Bacteria; Proteob 


663146 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


663146 Bacteria_16S 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


663146 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


663146 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


663146 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


663146 Bacteria_16S 


strain YIM 31530 
Actinobacteria; A 


663146 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


663146 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


663146 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


663146 Bacteria_16S 


IMMIB R-145 16S r 
Actinobacteria; A 


663146 Bacteria_16S 


strain S-606 16S 


Proteobacteria; G 


663146 Bacteria_16S 


strain Iso-46 16S 
Proteobacteria; G 


663146 Bacteria_16S 


nivimaris strain 
Bacteria; Proteob 


663146 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


663146 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


663146 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


663146 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


663146 Bacteria_16S 


strain 216 16S ri 
Actinobacteria; A 
Luteococcus. 


663146 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


663146 Bacteria_16S 


strain J72 16S ri 
Actinobacteria; A 


122319 122358 4 43 gi 
SRB1 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Syntroph 
181495 181534 4 43 gi 
ain CG 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
246095 246134 4 43 gi 
n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


285317 285356 4 43 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
362661 362700 4 43 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
399031 399070 4 43 gi 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 

462303 462342 4 


43 gi 


265678981 
ce 12137 
obacterale 
265678942 
ence 18057 
idiaceae; 
265678898 
equence 
Actinomyc 


265678870 
ence 28438 
acterales; 
265678813 


361716 36321 


; Desulfov 
265678789 
tial seque 
idae; Acti 


265678743 


16S ribosomal RNA, partial sequence 461374 46285 


ctinobacteridae; Actinomycetales; Prop 
509857 509896 4 43 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

528114 528153 4 43 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
543326 543365 4 43 gi 
osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
544833 544872 4 43 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
575332 575371 4 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
587307 587346 4 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
613077 613116 4 43 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
655559 655598 4 43 gi 


ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 
660070 660109 4 43 gi 


RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
663064 663103 4 43 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


Mo 
gi 


705299 705338 4 43 gi 
EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


708123 708162 4 43 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Prop 


gi 


777656 777695 4 43 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

789902 789941 4 43 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 


gi 


663146 Bacteria_16S 


subterraneus stra 


ionibacter 
265678712 

quence 

inomycetal 


265678700 

52719 
nadales; M 
265678690 


542382 54390 


Deferriba 
265678689 


543951 54542 


nebacterin 
265678669 


574450 57581 


oraxellace 
265678661 


586359 58785 


oraxellace 
265678643 
ence 61213 
nadales; M 
265678613 
uence 
eria; Pseu 


265678609 


659171 660617 Morax 


raxella. 
265678607 


662137 66364 


Enterobac 
265678579 
ence 70441 


ales; Prop 


265678577 


707255 70861 


ionibacter 
265678528 
sequence 


dae; Actin 


265678519 


789013 79048 


nebacterin 


802251 802290 4 43 gi 
in C21 16S ribosomal RNA, complete seq 


ref|NR_029289.1 
3. 122854 Desulf 
s; Syntrophobact 
ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029206.1 
245166 246646 
etales; Coryneba 


ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; Des 
ref |NR_029094.1 
nce 398145 
nomycetales; Cor 


ref|NR_029048.1 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 

Clostridium 
idium proteolyticum 


Rhodococcus 
Rhodococcus 
cterineae; Nocardiaceae; 


Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 

Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Nocardia 

399618 Nocardia 
ynebacterineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


ineae; Nocardioi 
ref|NR_029017.1 

508981 510331 
es; Corynebacter 


ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref |NR_028995.1 
0 Deferribacter 
cter 
ref 


NR_028994.1 


daceae; Kribbella. 
Corynebacterium 
Corynebacterium 
ineae; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 

Deferribacter abyssi 
abyssi Bacteria; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


eae; Nocardiacea 
ref|NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref |NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref|NR_028918.1 

654656 656081 
domonadales; Mor 


ref 
ella 


NR_028914.1 
canis Bacte 


ref |NR_028912.1 
7 Enterobacter 
teriaceae; Enter 
ref|NR_028884.1 
6 705838 Fried 


ionibacterineae; 


e; Nocardia. 
Psychrobacter pulmonis 
pulmonis Bacteria; 
r. 
Psychrobacter faecalis 
faecalis Bacteria; 
re. 
Psychrobacter 
obacter nivimaris 
ychrobacter. 
Psychrobacter 
Psychrobacter 
axellaceae; 


Moraxella canis strain 
ria; Proteobacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Friedmanniella 


manniella lacustris 


Nocardioidaceae; 


ref|NR_028882.1 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


ineae; Propionib 
ref |NR_028832.1 

776745 778221 
omycetales; Cory 


ref|NR_028823.1 


acteriaceae; 
Gordonia 
Gordonia 


nebacterineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


eae; Gordoniacea 


265678511 
uence 


e; Gordonia. 


ref|NR_028814.1 
801287 802838 


Thermaerobacter 
Thermaerobacter 


subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 
Thermaerobacter. 

663146 Bacteria_16S 
strain S1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
663146 Bacteria_16S 


837341 837380 4 43 gi 


849399 849438 4 43 gi 


265678488 


836449 83791 


265678480 


singaporensis strain LX3 16S ribosomal RNA, partial sequence 


singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Klebsiella. 


663146 Bacteria_16S 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 


858481 858520 4 43 gi 


265678473 
85752 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


663146 Bacteria_16S 
strain CFBP 4188 
Proteobacteria; 
663146 Bacteria_16S 
hydrothermale str 
hydrothermale Bac 
Desulfacinum. 
663146 Bacteria_16S 
strain IEGM 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
663146 Bacteria_16S 
strain 213E 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
663146 Bacteria_16S 
strain Y9 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; 
663146 Bacteria_16S 
strain I-75 16S r 
Proteobacteria; 
663146 Bacteria_16S 
strain DO 14784 1 
Proteobacteria; 
663146 Bacteria_16S 
strain GPll1l 16S r 
Proteobacteria; 
663146 Bacteria_16S 
199/55 16S riboso: 
Gammaproteobacter 
663146 Bacteria_16S 
strain Ne 11 16S 
Proteobacteria; 
663146 Bacteria_16S 
16S ribosomal 
Gammaproteobacter 
663146 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 
663146 Bacteria_16S 
strain IFM 10035 


L-3 


G 


G 


G 


867679 867718 4 43 gi 


884123 884162 4 43 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; 


917965 918004 4 43 
ibosomal RNA, partial sequence 


gi 


919530 919569 4 43 
ibosomal RNA, partial sequence 


gi 


964316 964355 4 
osomal RNA, partial sequence 


43 gi 


990448 990487 4 43 
ibosomal RNA, partial sequence 


gi 


992019 992058 4 43 gi 
ammaproteobacteria; Enterobacteriales; 
1013314 1013353 4 43 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
1014810 1014849 4 43 gi 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1016306 1016345 4 43 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
1017803 1017842 4 43 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1027047 1027086 4 43 


Mo 
gi 


Mo 
gi 


ria; Proteobacteria; Deltaproteobacter 


1039244 1039283 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


663146 Bacteria_16S 
strain IFM 0784 1 


1040753 1040792 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


663146 Bacteria_16S 
strain IFM 0575 1 


1042291 1042330 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


663146 Bacteria_16S 
strain IFM 10084 


1043851 1043890 4 43 gi 


Deltaproteobacteria; 


265678467 


16S ribosomal RNA, partial sequence 866725 86827 
Gammaproteobacteria; Xanthomonadales; X 


265678433 


917039 91855 


265678432 


918602 92011 
Corynebacterineae; 


265678402 


963457 96488 
Corynebacterineae; 


265678384 


989496 99101 
Gammaproteobacteria; Enterobacteriales; 


Enterobac 
265678383 


6S ribosomal RNA, partial sequence 991068 99256 


Enterobac 
265678369 


1012401 10138 
Moraxellace 


265678368 


1013897 1015342 Morax 


raxella. 
265678367 


1015393 10168 
Moraxellace 


265678366 


1016889 1018335 Morax 


raxella. 
265678360 


n ASRB2 16S ribosomal RNA, partial sequence 


ia; Syntro 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 


nebacterin 
265678351 


6S ribosomal RNA, partial sequence 1039882 10413 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
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strain SPR2 16S ribosomal RNA, partial sequence 1758120 17596 
Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
1810421 1810460 4 43 gi|219878329|ref|NR_025468.1 

strain Kb2 16S ribosomal RNA, partial sequence 1809512 18109 
Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
1825824 1825863 4 43 gi|219878319|ref|NR_025458.1 
KMM 277 16S ribosomal RNA, partial sequence 1824887 182631 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxel 
1827302 1827341 4 43 gi| 219878318 |ref|NR_025457.1 
KMM 225 16S ribosomal RNA, partial sequence 1826365 182779 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxe 
1862212 1862251 4 43 gi| 219878293 |ref|NR_025432.1 


663146 Bacteria_16S 
strain ME102 16S 


Proteobacteria; 


663146 Bacteria_16S 
strain IMSNU 2200 


Actinobacteria; 


663146 Bacteria_16S 
strain LUH4616 16 


Proteobacteria; 


663146 Bacteria_16S 
schindleri strain 
schindleri Bacteria; Proteobacteria; Gammaproteobacteri 
663146 Bacteria_16S 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 
663146 Bacteria_16S 
strain L1/68 16S 


Bacteria; 


Proteobacteria; 


1722437 1722476 4 43 gi 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
1866860 1866899 4 43 gi 
4 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
1872942 1872981 4 43 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; M 
1888388 1888427 4 43 gi 
LUH5832 16S ribosomal RNA, partial se 
1913762 1913801 4 


43 gi 


1927639 1927678 4 43 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; xX 


gi 


1721510 17230 


1861284 18627 
leiphilaceae; 


1872026 18734 


1926697 19282 
anthomonadaceae; 


663146 Bacteria_16S 2100055 2100094 4 
aquiterrae strain GW-9 1 
Bacteria; Actinobacteria; 
Nocardioides. 
663146 Bacteria_16S 2104732 2104771 4 
sibiricum strain Z-7981 
Bacteria; Firmicutes; Clostridia; 
663146 Bacteria_16S 2107657 2107696 4 
illinoisensis strain MVAB Hexl 
illinoisensis Bacteria; 
Alkanindiges. 
663146 Bacteria_16S 2162053 2162092 4 
strain F829 16S ribosoma 


Proteobacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
663146 Bacteria_16S 2163583 2163622 4 43 gi|219857626|ref|NR_025215.1 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 216416 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

663146 Bacteria_16S 2174275 2174314 4 43 gi|219857619|ref|NR_025208.1 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 217485 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

663146 Bacteria_16S 2175837 2175876 4 43 gi|219857616|ref|NR_025205.1 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
663146 Bacteria_16S 2184882 2184921 4 43 gi|219857609|ref|NR_025198.1 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 218546 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 
Pseudoxanthomonas. 

663146 Bacteria_16S 2195511 2195550 4 43 gi|219857602|ref|NR_025190.1 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 219603 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

663146 Bacteria_16S 2233351 2233390 4 43 gi|219857577|ref|NR_025165.1 


43 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


43 


16S ribosomal RNA, partial sequ 
Clostridiales; 


43 


16S ribosomal RNA, 
Gammaproteobact 


43 


1 RNA, partial sequence 


gi 


gi 
Clostr 


gi 
compl 


gi 


2161153 21625 


219878393 


Oo 
219878290 

18659 
omonospori 
219878286 


oraxellace 

219878273 

quence 

a; 
219878253 

19128 

nadales; 
219878243 


219878122 
nce 20991 
ales; Prop 


219878117 
ence 21038 
idiaceae; 

219878115 
ete sequen 
eria; Pseu 


219857627 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


Pseudomonadales; 


Moraxellaceae; 


ref|NR_025532.1 
00 Psychrobacter 


Oleiphilus 
ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 
1887472 188893 
Moraxe 

ref |NR_025392.1 
72 1914310 Acinet 
Ac 
ref |NR_025382.1 
Ignatzsch 
ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 


ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ref |NR_025216.1 


Psychrobacter luti 
luti Bacteria; 
Ts 

Psychrobacter 
fozii Bacteria; 
irs 


Gordonia sihwensis 


fozii. 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 

Acinetobacter parvus 
parvus Bacteria; 
rs 

Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 

Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Nocardioides 

ioides aquiterrae 
Nocardioidaceae; 


Anoxynatronum 
atronum sibiricum 


Alkanindiges 
9 Alkanindiges 


axellaceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Desulfovibrio 

3 Desulfovibrio 
Desulfovibrionaceae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 

r. 
Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Gordonia namibiensis 


2232422 2233905 Gordonia namibiensis Bacteria; 


663146 Bacteria_ 


acetigenes strain 
Firmicu 


Bacteria; 
Sporanaerobacter. 
663146 Bacteria_ 


mediterraneus str 
mediterraneus Bac 


Desulfobulbus. 
663146 Bacteria_ 


strandjordii stra 
strandjordii Bact 


Tsukamurellaceae; 
663146 Bacteria_ 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
Proteob 


Bacteria; 
663146 Bacteria_ 


strain ATCC 49929 
Bacteria; Actinob 


Propioniferax. 
663146 Bacteria_ 


strain IMMIB D-15 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


663146 Bacteria_ 


strain LYP 16S ri 
D 
663146 Bacteria_16S 
strain DNP505 16S 


Proteobacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
663146 Bacteria_16S 2535230 2535269 4 43 gi| 219857354 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioidaceae; Friedmanniella. 

663146 Bacteria_16S 2574373 2574412 4 43 gi| 219857285 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulf 
Desulfovibrio. 

663146 Bacteria_16S 2588201 2588240 4 43 gi| 219857276 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioidaceae; Friedmanniella. 

663146 Bacteria_16S 2594418 2594459 4 45 gi| 219857272 


strain FI-25796 1 


Bacteria; 


strain CVL 16S ri 
Proteobacteria; 


Propionibacteriac 


663146 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; 


nitrophenolicus s 


nitrophenolicus B 


Nocardioidaceae; 


663146 Bacteria_16S 


erythreum strain 


erythreum Bacteri 


Nocardioidaceae; 


663146 Bacteria_16S 


strain ATCC 39419 


Bacteria; Actinob 


Kribbella. 


663146 Bacteria_16S 


strain MS1-3 16S 


D 
663146 Bacteria_16S 
bendigoensis stra 
bendigoensis Bact 


G 
663146 Bacteria_16S 


16S 2254685 2254724 4 43 gi 
Lup33 16S ribosomal RNA, partial sequ 


tes; Clostridia; Clostridiales; Clostr 


16S 2256281 2256320 4 43 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


16S 2306444 2306483 4 43 

in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

16S 2318537 2318576 4 


gi 


v 


43 gi 
acteria; Gammaproteobacteria; Xanthomo 
16S 2357873 2357912 4 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
16S 2383647 2383686 4 43 gi 
92 16S ribosomal RNA, partial sequence 


16S 2473362 2473401 4 43 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2497211 2497250 4 43 gi 
ribosomal RNA, partial sequence 


gi 


Ss; 


2606676 2606715 4 43 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2614424 2614463 4 43 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2626723 2626762 4 43 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

2637352 2637391 4 43 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2657097 2657136 4 43 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2658621 2658660 4 43 gi 
NRRL B-3381 16S ribosomal RNA, partial 


, 


, 


Aeromicrobium. 

2660143 2660182 4 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2678103 2678142 4 43 
ribosomal RNA, partial sequence 


gi 


al 


ne 
219857401 
2472404 24737 


ne 
219857264 
nc 
ib 
219857256 
2613469 26150 


E 
219857219 


i 
da 


al 


219857563 
en 
id 


ce 
ial 


219857562 
eq 
er 


uen 
ia; 


219857525 
compl 


ete 
Act 


219857517 
en 
na 

219857489 


ce 
dal 


es; 


219857471 


bac 


Sy 


219857385 
2496307 24977 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
663146 Bacteria_16S 
burkinensis strai 
Proteob 
663146 Bacteria_16S 


bac 


e 
rio 


Des 


219857247 
eq 


uen 
Act 


219857233 


nte 


seq 
e; 


219857218 
s 
a; Actinobacteria; Actinobacteridae; Act 


equ 
ino: 


219857217 


es; 


219857204 
2677198 2678645 Nocardia takedensis Bacteria; 


22537 
es Fa 


ce 
Desu 


sequ 
inomy 


23175 
es; X 
23569 


Prop 


23827 
terin 


ntrop 


terin 
26057 
nales 
ulfov 
ce 

inomy: 
26364 


robac 


uen 
Act 


ce 
in 


enc 
myc 


e 
et 


26592 
Prop 


ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


NR_025150.1 
25677 
lfobacterales; D 
ref 
ence 


ceta 


NR_025113.1 
230551 


les; Coryneb 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025077.1 
68 2358432 Propio 

v 


ionibacterineae 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref |NR_024989.1 


hace 
ref 


ae; Smithell 
NR_024973.1 


eae; Nocardiacea 
ref|NR_024942.1 

2534307 253578 
ales; Propioniba 


’ 


ref|NR_024916.1 
2573428 257495 
ovibrionales; De 


ref |NR_024907.1 
2587275 258874 
ales; Propioniba 


, 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024877.1 

2625807 262727 
cetales; Propion 


ref |NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024847.1 

2656189 265766 
omycetales; Prop 


ref |NR_024846.1 

2657714 265918 
ales; Propioniba 
ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae 


, 


ref 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 

Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Friedmanniella 

3 Friedmanniella 

cterineae; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 

Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Nocardioides 

3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Nocardia takedensis 


NR_024832.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


663146 Bacteria_16S 


strain IFM 10088 


Psychrobacter. 


663146 Bacteria_16S 
yamanashiensis st 
yamanashiensis Ba 


Nocardiaceae; Noc 


663146 Bacteria_16S 
baikonurensis str 


baikonurensis Bac 
Nocardiaceae; 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


663146 Bacteria_16S 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


663146 Bacteria_16S 


strain IFO 16295 


Rho 
663146 Bacteria_16S 


2688602 2688641 4 43 gi 


2715494 2715533 4 43 gi 


eria; Proteobacteria; 
2720075 2720114 4 43 gi 
rain IFM 0265 16S ribosomal RNA, parti 


ardia. 
2747047 2747086 4 43 gi 
ain Al-22 16S ribosomal RNA, partial s 


dococcus. 

2757509 2757548 4 43 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


2767932 2767971 4 43 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 

Zias 

2770972 2771011 4 


43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


663146 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


663146 Bacteria_16S 


strain IFO 13911 


2796527 2796566 4 43 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2801093 2801132 4 


43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


strain IFO 14915 


2802614 2802653 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


strain IFO 12512 


2804135 2804174 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


663146 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


663146 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


663146 Bacteria_16S 


strain JCM 9312 1 


2805657 2805696 4 43 gi 
in IFO 14935 16S ribosomal RNA, partia 


e; Actinoplanes. 
2807179 2807218 4 43 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2816185 2816228 4 47 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
2829805 2829844 4 


43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Catenuloplanes. 


663146 Bacteria_16S 


strain MK703-102F 


2834377 2834416 4 43 gi 
1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


663146 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


663146 Bacteria_16S 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 28845 


Firmicutes; Clost 


663146 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


663146 Bacteria_16S 


strain SJS0289-JS 


2857505 2857544 4 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2883983 2884022 4 43 gi 
ridia; Thermoanaerobacterales; Thermoa 
2905079 2905118 4 43 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


2906590 2906629 4 43 gi 
1 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
663146 Bacteria_16S 
okhotskensis stra 
okhotskensis Bact 


in MD17 16S ribosomal RNA, partial seq 
Gammaproteobacte 


cteria; Actinobacteria; Actinobacterid 


teria; Actinobacteria; Actinobacterida 


16S ribosomal RNA, partial sequence 2770058 27 


16S ribosomal RNA, partial sequence 2800187 28 


16S ribosomal RNA, partial sequence 2801710 28 


16S ribosomal RNA, partial sequence 2803231 28 


eria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 2828900 28303 


219857197 
891 
nebacterin 
219857178 
uence 
ria; Ps 
219857175 
al sequenc 
ae; Actino: 


, 


219857156 
equence 
e; Acti 


219857148 
al sequenc 
diales; Cl 


219857139 
al sequenc 
ridae; Act 


219857137 
715 
nebacterin 
219857119 
al sequenc 
e; Actin 


219857116 
016 
omonospori 
219857115 
031 
omonospori 
219857114 
047 
omonospori 
219857113 
1 sequence 


; Actinomy 


19857112 
sequence 


2 
1 
; Actinomy 


219856913 
equence 
ia; Pseudo 


219856904 
omonospori 


219856901 
28334 
nebacterin 
219856886 
28565 
nadales; X 
219856869 


naerobacte 
219856853 
uence 


ales; Clos 


219856852 


eud 


nomycet 


omycet 


ref |NR_024825.1 
eae; Nocardiacea 
ref |NR_024806.1 

2714566 271605 
omonadales; Mora 


ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


ref|NR_024784.1 
2746146 274749 
ales; Coryne 


ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 
ref|NR_024765.1 
eae; Nocardiacea 
ref|NR_024747.1 


e 2795622 279709 
ales; Micro 


ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref|NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 
2804752 280622 
cetales; Micromo 


ref |NR_024740.1 
2806275 280774 
cetales; Micromo 


ref|NR_024734.1 
2815260 281674 
monadales; Pseud 


ref|NR_024725.1 


neae; Micromonos 
ref |NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024688.1 
raceae; Thermace 
ref|NR_024672.1 
2904128 290561 


tridiales Family 


ref|NR_024671.1 


Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Psychrobacter 

7 Psychrobacter 

xellaceae; 


Nocardia 
4 Nocardia 
ebacterineae; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Dietzia 
5 Dietzia 


rynebacterineae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Actinoplanes 
4 Actinoplanes 


monosporineae; 


Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Pseudomonas 
8 Pseudomonas 


omonadaceae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Thermaerobacter 

5 Thermaerobacter 
XVII. Incertae Sedis; 


Williamsia maris 


2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 


663146 Bacteria_16S 
japonensis strain 
Proteob 
663146 Bacteria_16S 


Bacteria; 


strain IFO 16068 


2923549 2923588 4 43 gi 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2955082 2955121 4 43 gi 


219856841 
ne 
na 

219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


e 29226 
dales; 


xX 


ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024639.1 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
663146 Bacteria_16S 2968719 2968758 4 43 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 

663146 Bacteria_16S 2970247 2970286 4 43 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

663146 Bacteria_16S 2971786 2971829 4 47 gi|219846942|ref|NR_026534.1| Pseudomonas 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

663146 Bacteria_16S 2976394 2976433 4 43 gi|219846939|ref|NR_026531.1| Clostridium ultunense 


strain BS 16S rib 
Clost 
663146 Bacteria_16S 


Firmicutes; 


strain 10.268-1 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
663146 Bacteria_16S 2987061 2987100 4 43 gi|219846932|ref|NR_026524.1 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 298615 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Nocardiaceae; Rhodococcus. 

663146 Bacteria_16S 2988587 2988626 4 43 gi|219846931|ref|NR_026523.1 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 29891 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
663146 Bacteria_16S 3023447 3023486 4 43 gi|219846908|ref|NR_026500.1 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 302398 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; C 
Gordoniaceae; Gordonia. 

663146 Bacteria_16S 3040175 3040214 4 43 gi|219846896|ref|NR_026488.1 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
663146 Bacteria_16S 3043259 3043298 4 43 gi|219846894|ref|NR_026486.1 


strain lacT 16S r 
Proteobacteria; D 


663146 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


663146 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


663146 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


663146 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; 


strain LMG 8678 1 
Proteobacteria; G 


663146 Bacteria_16S 


strain LMG 947 16 
Proteobacteria; G 


663146 Bacteria_16S 


strain LMG 673 16 
Proteobacteria; G 


663146 Bacteria_16S 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


663146 Bacteria_16S 


strain LMG 690 16 
Proteobacteria; G 


663146 Bacteria_16S 


strain LMG 733 16 


G 
663146 Bacteria_16S 


osomal RNA, partial sequence 
ridia; Clostridiales; 
2985539 2985578 4 


Clostridiaceae; Cl 


43 gi 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3096031 3096070 4 43 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3103491 3103530 4 43 gi 
in HR1-2 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
e; Verrucosispora. 

3160925 3160964 4 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3182070 3182109 4 43 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3183622 3183661 4 43 gi 
6S ribo 
ammaproteobacteria; Xanthomonadales; X 
3185174 3185213 4 43 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3186726 3186765 4 43 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3188278 3188317 4 43 gi 
n LMG 911 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


, 


en 
da 


43 gi 
ce 


an 


an 


an 


an 
eq 
ia 


3189830 3189869 4 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 


43 gi 


an 


219846 
somal RNA, partial sequence 3182688 31841 


219846 
3184240 31857 


219846 
3185792 31872 


2975480 29769 


ostridiu 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 


3042319 30437 


Desulfov 


219846858 


ce 30950 
les; Suc 


219846853 


ence 
Actinomy 


219846815 


31599 


omonadales 
219846 
3181138 31826 


800 


thomonad 
799 


thomonad 
798 


thomonad 
797 


thomonad 


219846796 


uence 
Xantho: 


v 


219846795 
3188896 31903 


thomonad 


3191382 3191421 4 43 gi 
S ribosomal RNA, partial sequence 


219846794 
3190448 3191949 Xanthomonas hortorum Bacteria; 


mM. 


ref|NR_026525.1 


95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionacea 
ref|NR_026445.1 
102586 310404 
cetales; Micromo 


Ww 


ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026392.1 


acea 
ref 


e; Xanthomon 
NR_026391.1 


acea 
ref 


e; Xanthomon 
NR_026390.1 


acea 
ref 


e; Xanthomon 
NR_026389.1 


acea 
ref 


e; Xanthomon 
NR_026388.1 
187344 318884 
monadales; Xanth 


w 


ref |NR_026387.1 


aceae; Xanthomon 


e: 


25 Clostridium ultunense Bacteria; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Gordonia 

4 Gordonia 

orynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 
Ruminobacter 

bacter amylophilus 
Ruminobacter. 
Verrucosispora 

7 Verrucosispora 
nosporineae; 


’ 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 


ref|NR_026386.1 


Xanthomonas hortorum 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


663146 Bacteria_16S 
strain LMG 847 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
663146 Bacteria_16S 
strain LMG 8670 1 


Proteobacteria; 


Proteobacteria; 


Desulfovibrio. 


663146 Bacteria_16S 
hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 
663146 Bacteria_16S 
strain ATCC 13313 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Xanthomonas. 


663146 Bacteria_16S 
vietnamensis stra 
vietnamensis Bact 


Desulfovibrio. 


663146 Bacteria_16S 


strain DSM 44140 


strain DSM 43151 


strain DSM 44015 


Bacteria; Actinob 
663146 Bacteria_16S 


pfennigii strain 


pfennigii Bacteri 


Syntrophobacter. 


663146 Bacteria_16S 
radioresistens DS 
Proteob 
663146 Bacteria_16S 
2403 16S ribo 
G 
663146 Bacteria_16S 
strain DSM 6964 1 
G 
663146 Bacteria_16S 


Bacteria; 


DSM 
Proteobacteria; 


Proteobacteria; 


Gammaproteobacteria; Xanthomonadales; X 
663146 Bacteria_16S 
africanus strain 
africanus Bacteri 


Gammaproteobacteria; Enterobacteriales; 
663146 Bacteria_16S 
strain ATCC 29903 
Gammaproteobacteria; Enterobacteriales; 
663146 Bacteria_16S 
strain LMG 5743 1 


3192934 3192973 4 43 gi 


3194484 3194523 4 43 gi 


3196036 3196075 4 43 
S ribosomal RNA, partial sequence 


gi 


3242817 3242856 4 43 gi 


a; Proteobacteria; Deltaproteobacteria; 
3244377 3244416 4 43 gi 
train Z-7935 16S ribosomal RNA, partia 


acteria; Proteobacteria; 
PLO. 


1 


3271385 3271424 4 43 gi 
16S ribosomal RNA, partial sequence 

E 
3272923 3272962 4 43 gi 
16S ribosomal RNA, partial sequence 

E 
3289576 3289615 4 43 gi 
an 


3291101 3291140 4 43 gi 
an 
3292653 3292692 4 43 


S ribosomal RNA, partial sequence 


gi 


an 
3294205 3294244 4 43 
S ribosomal RNA, partial sequence 


gi 


an 
3295755 3295794 4 43 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacteria 
3313970 3314009 4 43 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacteri 


3321584 3321623 4 43 gi 


3333759 3333798 4 43 gi 


a; Proteobacteria; Deltaproteobacteria; 


3437725 3437764 4 43 gi 
M 6976 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pseudomona 
3439234 3439273 4 43 gi 


ammaproteobacteria; Pseudomonadales; Mor 
3440744 3440783 4 43 gi 


ammaproteobacteria; Pseudomonadales; Mor 


219846793 
3192000 31935 
anthomonadaceae; 
219846 
6S ribosomal RNA, partial sequence 3193552 31950 
Gammaproteobacteria; Xanthomonadales; X 
663146 Bacteria_16S 
strain LMG 736 16 


219846758 
Deltaproteobacteria; 


219846740 


219846739 


219846728 
6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; X 
663146 Bacteria_16S 
strain LMG 5047 1 


219846727 
6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; X 
663146 Bacteria_16S 
strain LMG 708 16 


219846726 
3291719 32932 
Gammaproteobacteria; Xanthomonadales; X 
663146 Bacteria_16S 
strain LMG 538 16 


219846725 
3293271 32947 
Gammaproteobacteria; Xanthomonadales; X 
663146 Bacteria_16S 
albilineans strai 
albilineans Bacte 


219846724 
equence 


219846711 
equence 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
663146 Bacteria_16S 219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
663146 Bacteria_16S 
brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 
663146 Bacteria_16S 


3335253 3335292 4 43 gi| 219846695 
in DSM 43805 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
e; Actinoplanes. 

3381057 3381096 4 43 gi| 219846662 
16S ribosomal RNA, complete sequence 33801 


acteria; Actinobacteridae; Actinomycetales; Cory 
3408344 3408383 4 43 gi| 219846640 
DSM 10092 16S ribosomal RNA, partial sequence 


219846618 
219846617 
somal RNA, partial sequence 3438312 3439771 Acine 


219846616 
6S ribosomal RNA, partial sequence 3439822 344 


792 


anthomonadaceae; 
219846 
3195102 31966 
anthomonadaceae; 
219846 
DSM 2603 16S ribosomal RNA, partial sequence 


791 


759 


Desulfov 


sequence 
De 


32704 


nterobac 


32719 


nterobac 


thomonad 


thomonad 


thomonad 


thomonad 


; Xantho 
Desul 


a; 


bacterin 


ref|NR_026385.1| Xanthomonas pisi 

01 Xanthomonas pisi Bacteria; 

Xanthomonas. 

ref|NR_026384.1| Xanthomonas melonis 

51 Xanthomonas melonis Bacteria; 

Xanthomonas. 

ref |NR_026383.1| Xanthomonas vasicola 

03 Xanthomonas vasicola Bacteria; 

Xanthomonas. 

ref|NR_026351.1| Desulfovibrio 
3241884 3243393 Desulfovibrio 

ibrionales; Desulfovibrionaceae; 


ref|NR_026350.1| Desulfonatronovibrio 
3243444 3244946 Desulfonatronovibrio 
sulfovibrionales; Desulfohalobiaceae; 


ref|NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref|NR_026331.1 
84 3273471 Shigel 
teriaceae; Shigella. 
ref|NR_026320.1| Xanthomonas populi 
16 Xanthomonas populi Bacteria; 
aceae; Xanthomonas. 
ref|NR_026319.1] Xanthomonas oryzae 
68 Xanthomonas oryzae Bacteria; 
aceae; Xanthomonas. 
ref|NR_026318.1| Xanthomonas fragariae 
20 Xanthomonas fragariae Bacteria; 
aceae; Xanthomonas. 
ref|NR_026317.1| Xanthomonas axonopodis 
72 Xanthomonas axonopodis Bacteria; 
aceae; Xanthomonas. 
ref|NR_026316.1] Xanthomonas 

3294823 3296322 Xanthomonas 
monadales; Xanthomonadaceae; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
ila. 

Shigella flexneri 
la flexneri Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


ref|NR_026303.1 
3313036 331453 
fovibrionales; D 


ref|NR_026297.1| Gordonia hirsuta 

44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 


Syntroph 


ce 343 
dales; 


68 


M 


axellace 


12 
axellace 


3442253 3442292 4 43 gi 


219846615 


ref|NR_026287.1| Actinoplanes 
3334351 3335794 Actinoplanes 
cetales; Micromonosporineae; 


ref|NR_026254.1| Gordonia hydrophobica 
49 3381618 Gordonia hydrophobica 
nebacterineae; Gordoniaceae; Gordonia. 
NR_026232.1| Syntrophobacter 
3407396 3408881 Syntrophobacter 
obacterales; Syntrophobacteraceae; 


ref|NR_026210.1| Acinetobacter 

03 3438261 Acinetobacter radioresistens 
oraxellaceae; Acinetobacter. 
ref|NR_026209.1| Acinetobacter lwoffii 
tobacter lwoffii Bacteria; 

ae; Acinetobacte 
ref|NR_026208.1 
80 Acinetobacter 
ae; Acinetobacter. 


r. 
Acinetobacter junii 
junii Bacteria; 


haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Acinetobacter. 


ref|NR_026207.1| Acinetobacter 
3441331 3442790 Acinetobacter 


663146 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


663146 Bacteria_16S 


strain DSM 43205 


3443763 3443802 4 43 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3472828 3472867 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


663146 Bacteria_16S 


strain DSM43338 


3474363 3474402 4 
16S ribosomal RNA, 


43 gi 
complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


663146 Bacteria_16S 


strain DSM 4954 1 


3475886 3475925 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


663146 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


663146 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


663146 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


663146 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


663146 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


663146 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


663146 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


663146 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


663146 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


663146 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


663146 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


663146 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


663146 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


663146 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


663146 Bacteria_16S 


strain JC2056 16S 
Actinobacteria; A 


663146 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 


663146 Bacteria_16S 


strain SRL4225 16 


3477412 3477451 4 43 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3521327 3521366 4 43 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


3629327 3629370 4 47 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3649156 3649195 4 43 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3669091 3669130 4 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3678251 3678290 4 43 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3708320 3708359 4 43 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3718792 3718831 4 43 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


3776971 3777010 4 43 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 

3810122 3810165 4 47 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3816351 3816390 4 43 gi 
rain R3 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Gammaproteobac 


gi 


3918170 3918209 4 43 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

4022650 4022689 4 43 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


4033332 4033371 4 43 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4049976 4050015 4 43 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Prop 
4051408 4051447 4 43 gi 
n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 

4064986 4065025 4 43 

S ribosomal RNA, partial sequence 


gi 


219846614 
sequence 
; Pseudomo 


219846594 


16S ribosomal RNA, partial sequence 3471913 34733 


nebacterin 
219846593 

34734 

nebacterin 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 


nebacterin 
219846591 
al sequenc 
e; 


219846562 
sequence 
ria; Desul 


219846486 
36283 
nadales; P 
219846472 
nce 36482 
occales; M 
219846458 


3668184 36696 


Enterobac 
219846452 
uence 

es; Deferr 
219846431 
ence 37073 
robiales; 

219846424 
equence 

a; Chromat 


219846379 
nce 37759 


obacterale 


219846356 


3809177 38107 


seudomonad 
219846352 
uence 
teria; Chr 
219846282 
al sequenc 
ae; Actino 
219846208 
equence 

ria; Pseud 


219846201 
40324 
ales; Glyc 
219846187 


4049074 40504 


ionibacter 
219846186 

quence 

Actinomyc 


219846176 


Actinomycet 


ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026186.1 


eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026184.1 


eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_026154.1 
3520389 352188 
furomonadales; P 


ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref |NR_026049.1 
teriaceae; Erwin 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_026015.1 

3717841 371934 
iales; Halothiob 


ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 
ref|NR_025947.1 
aceae; Pseudomon 
ref|NR_025943.1 


3815400 381690 
omatiales; Halot 


ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 


ref|NR_025798.1 
4021723 402321 
omonadales; Mora 


ref|NR_025791.1 
01 4033899 Glycom 
omycineae; Glyco 
ref|NR_025777.1 


ineae; Nocardioi 
ref|NR_025776.1 

4050504 405187 
etales; Propioni 


ref 


NR_025766.1 


Des 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


La. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Thermodesulforhabdus 
desulforhabdus norvegica 


eraceae; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Halothiobacillus 

3 Halothiobacillus 

hiobacillaceae; 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Glycomyces arizonensis 
yces arizonensis 

mycetaceae; Glycomyces. 
Nocardioides aestuarii 


53 Nocardioides aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Desulfovibrio bastinii 


4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


ulfovibrio. 


663146 Bacteria_ 


strain SEBR 2582 
Proteobacteria; 


663146 Bacteria_ 


strain AS 4.1860 


663146 Bacteria_ 


strain HD9 16S r 
Actinobacteria; 


663146 Bacteria_ 


strain DSA1 16S 
Actinobacteria; 


663146 Bacteria_ 


strain F2R9 16S 
Proteobacteria; 


663146 Bacteria_ 


strain U 5/41 16 
Proteobacteria; 


663146 Bacteria_ 


wiegelii strain 


Bacteria; Firmic 


16S 4066510 4066549 4 43 gi|219846175|ref|NR_025765.1 
16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
16S 4075502 4075541 4 43 gi|219846169|ref|NR_025759.1 
16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
16S 4110221 4110260 4 43 gi|219846145|ref|NR_025735.1 
ibosomal RNA, partial sequence 4109294 41108 
Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
16S 4111787 4111826 4 43 gi|219846144|ref|NR_025734.1 
ribosomal RNA, partial sequence 4110861 41123 
Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
16S 4235377 4235416 4 43 gi| 219846045 |ref|NR_025635.1 
ribosomal RNA, partial sequence 4234473 42358 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebs 
16S 4245882 4245921 4 43 gi|219722938|ref|NR_024570.1 
S ribosomal RNA, partial sequence 4244934 42463 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Esche 
16S 105406 105456 4 54 gi| 265678993 |ref|NR_029301.1 
Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermo 
utes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 
16S 537239 537265 17 43 gi|265678694|ref|NR_028999.1 


663146 Bacteria_ 


strain CR 16S ri 
Proteobacteria; 


663146 Bacteria_ 


hydrogeniphilus 
hydrogeniphilus 


663146 Bacteria_ 


siderophilus str 
siderophilus Bac 
Thermoanaerobact 


663146 Bacteria_ 


pacificum DSM 12 
DSM 12653 Bacter 
Carboxydibrachiu 


663146 Bacteria_ 


brockii subsp. b 


Thermoanaerobact 


663146 Bacteria_ 


brockii subsp. 1 


Thermoanaerobact 


663146 Bacteria_ 


strain 525 16S r 
Proteobacteria; 


663146 Bacteria_ 


yonseiensis stra 
Bacteria; Firmic 


663146 Bacteria_ 


strain Pd55 16S 
Proteobacteria; 


663146 Bacteria_ 


thermophila stra 
thermophila Bact 
Hydrogenimonas. 


663146 Bacteria_ 


sulfurophilus st 
sulfurophilus Ba 
Thermoanaerobact 


663146 Bacteria_ 


matruchotii stra 
matruchotii Bact 
Corynebacteriace 


663146 Bacteria_ 


komossense strai 
Bacteria; Actino 
Mycobacterium. 


663146 Bacteria_ 


strain ATCC 2954 
Bacteria; Proteo 


663146 Bacteria_ 


brockii subsp. 


Thermoanerobacter brockii subsp. 


b 
E 
16S 
s 
B 


osomal RNA, partial sequence 


620672 620698 17 43 gi 


16S 
a 
t 
e 


905502 905552 4 54 gi 
eria; 
rc. 

16S 

6 
ia; 
m. 
16S 
rockii strain HTD4 


Firmicutes; Clostridia; 


1194950 1195000 4 54 gi 


Firmicutes; Clostridia; 
1314016 1314066 4 54 gi 
16S ribosomal RNA, 


erales; Thermoanaerobacteraceae; Thermo 
16S 1506513 1506563 4 54 gi 
actiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
rales; Thermoanaerobacteraceae; Thermo 
16S 1769476 1769502 17 43 gi 
ibosomal RNA, partial sequence 
Epsilonproteobacteria; Nautiliales; Nau 
16S 2388226 2388276 4 54 gi 
in KBl 16S ribosomal RNA, partial seque 
utes; Clostridia; Thermoanaerobacterale 
16S 2676627 2676653 17 43 gi 
ribosomal RNA, partial sequence 
Epsilonproteobacteria; Nautiliales; Nau 
16S 2708178 2708204 17 43 gi 
in EP1-55-1% 16S ribosomal RNA, partial 
eria; Proteobacteria; Epsilonproteobact 


e 


16S 
xr 


3084102 3084152 4 54 gi 
ain L-64 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Thermoa 
er. 

16S 3430711 3430752 4 45 gi 
in CIP 81.82 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
ae; Corynebacterium. 

16S 3617501 3617542 4 45 gi 
n Ko2 16S ribosomal RNA, partial sequen 
bacteria; Actinobacteridae; Actinomycet 


16S 
3 
b 


3817885 3817911 17 43 gi 
16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
16S 3883270 3883320 4 54 gi 


train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 


in SR4 16S ribosomal RNA, partial sequ 


Thermoan 


53 16S ribosomal RNA, partial sequence 
Thermoanaer 


536318 53780 
psilonproteobacteria; Nautiliales; Nau 


tiliaceae; 
265678638 
1 sequence 
bacteria; 

265678441 
ence 90455 
aerobacter 


228715634 
11940 
obacterale 


228718892 
partial se 


anaerobact 
219846365 
somal RNA, 
Bacteria; 
anaerobact 
219878358 


1768558 17700 


tiliaceae; 
219857468 
nce 23873 
s; Thermoa 
219857205 


2675717 26771 


tiliaceae; 
219857183 
sequence 
eria; Camp 


219846866 
quence 
naerobacte 


219846624 
sequence 
Actinomyc 


219846494 
ce 36165 
ales; Cory 
219846351 
38169 
obacterale 
219846307 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 


Caminibacter. 

ref |NR_028943.1 
19766 621178 
Nautiliales; Nau 
ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


a 


’ 


ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref 
quen 


NR_027577.1 
ce 131309 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


er. 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref |NR_025497.1 
Nautilia. 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref |NR_024833.1 


Lebetimonas. 
ref|NR_024811.1 
2707242 270866 
ylobacterales; H 


NR_026458.1 
3083185 308466 
rales; Thermoana 


ref|NR_026216.1 
3429781 343112 
etales; Coryneba 


ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 


Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Caminibacter profundus 


, 


2 Caminibacter profundus Bacteria; 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Thermoanaerobacter 


4 1314606 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Lebetimonas acidiphila 


, 


47 Lebetimonas acidiphila Bacteria; 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 


ref|NR_025897.1 
388233 


Thermoanaerobacter 
8 3883860 


Thermoanaerobacter brockii subsp. 


Thermoanaerobacterales; Thermoanaerobacteraceae; 


663146 Bacteria_16S 


60014 60053 4 


finnii Bacteria; 


43 


strain TCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
663146 Bacteria_16S 
cellulans strain 


Promicromonosporaceae; 
663146 Bacteria_16S 


strain Prevot 247 


663146 Bacteria_16S 


aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Kineococcus. 


Kineosporiaceae; 
663146 Bacteria_16S 
genavense strain 


Mycobacterium. 
663146 Bacteria_16S 
strain 47001 16S 


663146 Bacteria_16S 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; 


Promicromonosporaceae; 
663146 Bacteria_16S 
strain XILO8 16S 


Xylanibacterium. 
663146 Bacteria_16S 
strain YIM 70085 


663146 Bacteria_16S 


ribosomal RNA, 


119216 119257 4 


45 


Cellulosimicrobium. 


126856 126897 4 


147936 147977 4 


221573 221614 4 


229067 229108 4 


389829 389870 4 


Myceligenerans. 
406806 406847 4 


422262 422303 4 


492960 493001 4 


45 


45 


45 


45 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ref - 
388894 39043 
Actinomycetal 


45 


45 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


45 


45 


strain R65 16S ribosomal RNA, partial sequence 


Proteobacteria; 
663146 Bacteria_16S 


582816 582857 4 


45 


strain LF13 16S ribosomal RNA, partial sequence 


Caldithrix. 
663146 Bacteria_16S 
strain CCUG 42773 


663146 Bacteria_16S 
strain Muenster 2 


663146 Bacteria_16S 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 66970 
pluranimalium Bacteria; Actinobacteria; Actinobacterida 
Arcanobacterium. 


Actinomycetaceae; 
663146 Bacteria_16S 
strain M343/98/2 


663146 Bacteria_16S 
strain SW-45 16S 
Proteobacteria; 

663146 Bacteria_16S 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 
Kineococcus. 


Kineosporiaceae; 
663146 Bacteria_16S 


Coriobacteriaceae; 
663146 Bacteria_16S 


thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
thermotolerans Bacteria; 


Pseudomonas. 
663146 Bacteria_16S 


multipartita DSM 44233 16S ribosomal RNA, partial sequence 


596354 596395 4 


631281 631322 4 


669142 669183 4 


673769 673810 4 


763768 763809 4 


852334 852375 4 


921067 921108 4 


1145053 1145094 4 


Proteobacteria; 


1161641 1161682 4 


45 


45 


45 


45 


45 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonad 


45 


45 


45 


Gammaproteobac 


45 


Firmicutes; 


Thermoanaerobacter. 


gi 


59080 
Gammaproteobacteria; Xanthomonadales; Xanthomonadacea 
ref 


gi 


DSM 43879 16S ribosomal RNA, partial sequence 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


gi 


gi 


2289 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


228138 22959 


gi 


gi 


405881 40739 


gi 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Gammaproteobacteria; Alteromonadales; Alteromonad 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Yaniellaceae; 
gi| 265678723 |ref|NR_029028.1 
492024 493535 Marinobacter 

aceae; Marinobac 
gi|265678664|ref|NR_028969.1 

581868 58337 
gi| 265678655 |ref|NR_028960.1 
595455 596820 Actin 

Actinomycetace 
gi|265678630|ref|NR_028935.1 


000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


265679024 
60579 


265678983 


265678978 
12591 


265678964 


265678915 
22065 


265678910 


265678795 


sequence 


265678784 


265678773 


63034 


ref 


ales 


ref 
8 127358 Actinomyces meyeri Bacteria; 
tinomycetaceae; Actinomyces. 

ref 
147044 14846 
Actinomycetales; Kineosporiineae; 
ref 
9 222097 Mycobacterium genavense 
Coryneba Mycobacteriaceae; 
ref 
5 Mycobacterium 


ref 
3 Xylanibacterium ulmi Bacteria; 


ref 
0 Yaniella halotolerans Bacteria; 


e; Actinomycet 


NR_029332.1 


Clostridia; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


1 


Ac 


PY 


9 631823 Kytoco 


18321 11977 
; Micrococcineae; 


ej 
NR_029291.1 
2 


NR_029286.1 


NR_029272.1 
0 
NR_029223.1 
cterineae; 
NR_029218.1 
Mycobacteri 
NR_029100.1 


1 
Micrococ 


es; 
NR_029089.1 


omicromonosp 


NR_029078.1 


ales; Actino 


Xanthomonas. 


Cellulosimicrobium 
Cellulosimicrobium 


Actinomyces meyeri 


Kineococcus 
Kineococcus 


Mycobacterium 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Myceligenerans 

Myceligenerans 
cineae; 


Xylanibacterium ulmi 
oraceae; 
Yaniella halotolerans 


Yaniella. 
Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 

Kytococcus schroeteri 
ccus schroeteri 


Micrococcineae; Dermacoccaceae; Kytococcus. 
265678603|ref|NR_028908.1| Arcanobacterium 
6 Arcanobacterium 


mycineae; 


gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 
5 Actinomyces coleocanis Bacteria; 
Actinomycetaceae; Actinomyces. 
gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
762839 764334 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 
gi| 265678478 |ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 


gi 


Coriobacteridae; 


gi 


gi 


265678431 


253680760 
teria; 


228721225 


e; Actinomycet 


ref 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 92162 
heliotrinireducens Bacteria; Actinobacteria; 
Slackia. 


Corioba 


ref 


ref 
1160739 1162206 Nakamurella multipartita DSM 


ales; Kineos 


1 


144133 11455 
Pseudomonadales; 


NR_028733.1 
8 
cteriales; C 
NR_028008.1 
6 
Ps 


NR_027604.1 


poriineae; 


Slackia 
Slackia 
oriobacterineae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Nakamurella 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 


Nakamurella. 


663146 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


663146 Bacteria_16S 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


663146 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


663146 Bacteria_16S 
lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 13024 
Thermoa 


Bacteria; Firmicu 
Sedis; Caldicellu 


663146 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


663146 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


663146 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


663146 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


663146 Bacteria_16S 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


663146 Bacteria_16S 


paraconglomeratum 
paraconglomeratum 
Dermabacteraceae; 


663146 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


663146 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


663146 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


663146 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


663146 Bacteria_16S 


strain CCUG 41706 
Actinobacteria; A 


663146 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


663146 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


663146 Bacteria_16S 


ATcC 700122 16S r 
Actinobacteria; C 


1205581 1205622 4 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


45 gi 


Coriobacteri 


1226621 1226662 4 45 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1261310 1261351 4 45 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1301864 1301905 4 


, 
45 gi 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1304974 1305015 4 45 
ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1324882 1324923 4 45 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1346303 1346344 4 45 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


gi 


Thermoanaerobacterale 


1739099 1739140 4 45 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1760513 1760554 4 45 gi 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


1763556 1763597 4 45 gi 
strain LMG 19861 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Brachybacterium. 

1850231 1850272 4 45 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1902089 1902130 4 45 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1910788 1910829 4 45 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1938268 1938309 4 45 gi 
n CF 62 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1952096 1952137 4 45 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
2093991 2094032 4 45 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


v 


2166698 2166735 8 45 gi 
s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 

2520055 2520096 4 45 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; 


gi 


Cori 


228715355 


1204671 12061 
Cori 


ales; 
219878300 


ce 


ales; 


219846707 
nce 
Ac 
219846639 


Ss; 


219846460 


1304017 13055 
Thermoa 


Ss; 


219878140 
sequence 


228720938 
ence 13453 
mycetales; 


219878382 
al 


’ 


219878365 
uence 
in 


219878363 
ar 
ridae; 
219878302 
equence 

ia; 


’ 


219878262 
ia 
e; 


219878256 
ia 
e; 


219878236 
uence 
Actinomyc 


219878227 
19511 
nomycineae 
219878126 
sequence 

teria; Xan 


219857624 
al sequenc 


eridae; Ac 


219857364 


2519150 25206 


obacterine 
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A1-17B 16S riboso 


2745648 2745689 4 45 
mal RNA, partial sequence 


gi 


219857157 


12257 
Micr 


12603 
tinomyce 


Thermoana 


sequenc 
Actinomy 


omycetal 


tial seq 
Act 


Xantho: 


1 sequen 
Actinomycet 


1 sequen 
Actinomycet 


ref|NR_027527.1 


obacterineae; 


ref |NR_025439.1 


ococ 


ref|NR_026299.1 


tales; Micrococc 


ref|NR_026231.1 


naerobacterales 


ref |NR_026051.1 


naerobacterales 
ref|NR_025279.1 

1323941 132544 
erobacterales; T 


ref|NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 
ref|NR_025521.1 
e 1738160 173968 
cetales; Actino 


ref|NR_025504.1 

1759669 176107 
es; Micrococcine 
ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


ref|NR_025401.1 
ce 1901160 190257 
ales; Actino 


ref|NR_025395.1 
ce 1909867 191128 
ales; Actino 


ref|NR_025375.1 
1937348 193875 
etales; Micrococ 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025265.1 

2093069 209454 
thomonadales; Xa 


ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 
ref |NR_024952.1 


Coriobacteri 
NR_024785.1 


ae; 
ref 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


22 1227193 Isopte 


97 1261800 Brevib 


Collinsella stercoris 


28 Collinsella stercoris DSM 13279 
Co 


riobacteriaceae; 


Isoptericola 
ricola variabilis 


cineae; Promicromonosporaceae; 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Caldicellulosiruptor 

8 Caldicellulosiruptor 

hermoanaerobacterales 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Actinomyces 
1 Actinomyces 


mycineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Thermomonas 

6 Thermomonas 
nthomonadaceae; 


Pseudonocardia 
9 Pseudonocardia 


seudonocardineae; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Rothia aeria strain 


2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 


GGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGTAGGGAGGAAAAGCTAATGGTTAATACCCATT 
AGCCCTGACGTTACCTACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGAG 
CGTAGGTGGTTATTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGGATAACTAGAGTAGGTGAGAGGGAAGTAGAATTCCAGGT 
GTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCTTCCTGGCATCATACTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACCAGTCGTTGGGTCTCTTGAAGACTTAGTGACGCAGTTAACGCAATAAGTAGACCGCCTGGGGAGTACG 
GCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATAG 
TAGGAATCTTGCAGAGATGCGAGAGTGCCTTCGGGAATCTACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTTTCCTTAGTTACCAGCGATTCGGTCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCC 
CTTACGACCAGGGCTACACACGTGCTACAATGGTTGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCAATCGTAGTCCGGATTGGAGTC 
TGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TTGATCTCACCAGAAGTGGTTAGCCTAACGCAAGAGGGCGATCACCACGGTGGGGTCGATGACTGGGGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNCTGGCGGCAGGCTTAACACATGCAAGTCGAACGATGAGTATCCAGCTTGCTGGATATGATTAGTGGCGAACGGGTGAGTAATGCTTAG 
GAATCTGCCTAGTAGTGGGGGATAACCATCCGAAAGGATGGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCGTAAGCTCTCGCTATTAGATGAGCCTAAG 
TCGGATTAGCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGTGGGGA 
GGAAAAGCTTGTGGTTAATACCCACAAGCCCTGACGTTACCCACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTA 
ATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTGTTTAAGTCAGATGTGAAATCCCTGGGCTTAACCTAGGAACTGCATCTGATACTGGACAACTAGAGTA 
GGTGAGAGGGAAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCTTCCTGGCATCATACTGACACTGAGGTG 
CGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACCAGTCGTTGGGTCTTTTAAAGACTTAGTGACGCAGTTAACGC 
AATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCG 
AAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTAGTTACCAGCGACTCGGTCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGC 
GGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTTGGTACAAAGGGTTGCTACACAGCGATGTGATGCCAATCTCAAAA 
AGCCAATCGTAGTCCGGATTAGAGTCTGCAACTCGACTCTATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTTGATCTCACCAGAAGTGGGTAGCCTAACGCAAGAGGGCGCTCACCACGGTGGGGTCGATGACTGGGGTGAANNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCAGGCTTAACACATGCAAGTCGAACGAAGTTAGGAAGCTTGCTTCTGATACTTAG 
TGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTAGTAGTGGGGGATAACTTGGGGAAACCCAAGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCTTTT 
AGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTT 
TGGTTGTAAAGCACTTTAAGTGGGGAGGAAAAGCTTATGGTTAATACCCATAAGCCCTGACGTTACCCACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCG 
CGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTATTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACT 
GCATCTGATACTGGATAACTAGAGTAGGTGAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCTC 
CCTGGCATCATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACCAGTCGTTGGGTCTTT 
TAAAGACTTAGTGACGCAGTTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATAGTGAGAATCTTGCAGAGATGCGAGAGTGCCTTCGGGAATTCACATACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTAGTTACCAGCGACTCGGTCGGGAACTCTAAGGATA 
CTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTTGGTACAAAGGGTTGCTAC 
ACAGCGATGTGATGCTAATCTCAAAAAGCCAATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATCTCACCAGAAGTGGTTAGCCTAACGCAAGAGGGCGATCACCACGGTGG 
GGTCGATGACTGGGGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNC TGGCGGCAGGCTTAACACATGCAAGTCGAACGATG 
ACTATCTAGCTTGCTAGATATGATTAGTGGCGAACGGGTGAGTAATGCTTAGGAATCTGCCTAGTAGTGGGGGATAACTATCCGAAAGGATAGCTAATACCGCAT 
ACGACCTACGGGTGAAAGGGGGCTTTTAGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGC 
CATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGTAGGGAGGAAAAGCTTGTGGTTAATACCCACAAGCCCTGACGTTACCTACAGAATAAG 
CACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGTCATTTAAGTCAGATGT 
GAAAGCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGGATGACTAGAGTAGGTGAGAGGGAAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTG 
GAGGAATACCGATGGCGAAGGCAGCTTCCTGGCATCATACTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGTCTACCAGTCGTTGGGTCTCTTGAAGACTTAGTGACGCAGTTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATACCAAGAATTCGCTAGAGATAGCTTAGT 
GCCTTCGGGAGCTTGGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTAGTTACCA 
GCGACTCGGTCGGGAACTCTAAGGATACTGCCAGTGACAAAC TGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCT 
ACAATGGTTGGTACAAAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCAATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAA 
TCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATCTCACCAGAAGTGGTTAGCCT 
AACGCAAGAGGGCGATCACCACGGTGGGGTCGATGAC TGGGGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTT 
TGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACGGATAAGGAGCTTGCTCCTTTGAAGTTAGCGGCGGACGGGTGAGTAA 
CACGTGGGTAACCTACCTATAAGACTGGAATAACTTCGGGAAACCGGAGCTAATGCCGGATAACATATAGAACCGCATGGTTCTATAGTGAAAGATGGTTTTGCT 
ATCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAA 
CTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGAT 
CGTAAAACTCTGTTATTAGGGAAGAACAAATGCGTAAGTAACTGTGCGCATCTTGACGGTACCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCAT 
TGGAAACTGGGAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTG 
GTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCG 
CCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTTTGAAAACTCTAGAGATAGAGCCTTCCCCTTCGGGGGACAAAGTGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGTTGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCTAAAC 
CGCGAGGTCATGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTAC 
GGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTATGGAGCTAGCCGTCGAAGGT 
GGGACAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCACAGTTTATACCGTAGCTTGCTACACCATAGAC 
TGTGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAATATTAATTATTGCATGAT 
AATTAATTGAAAGGTGCAATTGCACCACTACCAGATGGACCTGCGTTGTATTAGCTAGTAGGTGAGGTAACGGCTCACCTAGGCGACGATACATAGCCGACCTGA 
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NR_027531.1 
b 
ceae; Aminob 
NR_027528.1 
n 
riobacterine 
NR_025612.1 


crococcaceae 
NR_027617.1 
9 
eae; Thermos 
NR_027613.1 
t 


cineae; Beu 


ref 


Prosthecochloris 

Prosthecochloris 
ochloris. 

Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


r 


Agromyces ulmi strain 
ia; Actinobacteria; 


Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


occineae; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Arthrobacter roseus 


roseus Bacteria; 
e: 


Arthrobacter. 
Xylanimonas 
Xylanimonas 
ococcineae; 


v 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 


v 


Arthrobacter. 
Thermosipho 

7 Thermosipho 

ipho. 

Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


NR_027226.1 


Arthrobacter 


1420664 1422164 Arthrobacter 


psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


663146 Bacteria_16S 
aerolata strain V 


Bacteria; Actinob 


Promicromonospora. 
663146 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


1449367 1449407 4 44 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1453812 1453852 4 44 


gi 


Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


663146 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


663146 Bacteria_16S 


strain DSM 20127 


1462801 1462841 4 44 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1502085 1502125 4 44 gi 
16S ribosomal RNA, complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


663146 Bacteria_16S 


strain DSM 12798 


1571433 1571469 8 44 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1605233 1605273 4 44 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


663146 Bacteria_16S 


strain R5292 16S 


1606774 1606814 4 44 gi 
in Rel17 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


1682674 1682714 4 44 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


663146 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


663146 Bacteria_16S 


fresconis strain 


1710225 1710261 4 40 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1762034 1762074 4 44 gi 
LMG 20336 16S ribosomal RNA, partial s 


strain G2-1 16S ribosomal RNA, partia 


ce 
al 


oc 


al 


te. 


oc 


qu 


’ 


no 


ce 
al 


eq 


fresconis Bacteria; Actinobacteria; Actinobacteridae; Act 


Brachybacterium. 


663146 Bacteria_16S 


strain 4-0 16S ri 


1781592 1781632 4 44 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


663146 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


663146 Bacteria_16S 


strain CCUG 41709 


1799639 1799679 4 44 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


1874460 1874500 4 44 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


1907798 1907838 4 44 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


663146 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


663146 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


663146 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


663146 Bacteria_16S 


strain CF-25 16S 
Actinobacteria; A 


663146 Bacteria_16S 


strain CF-43 16S 
Actinobacteria; A 


663146 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


1916884 1916912 20 48 gi 
16S ribosomal RNA, partial sequence 


1932297 1932337 4 44 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1955032 1955072 4 44 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1957990 1958030 4 44 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1959546 1959586 4 44 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2066424 2066464 4 44 gi 
n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


Micr 
gi 


663146 Bacteria_16S 


2080281 2080317 4 40 gi 


motogales; Thermotogaceae; Thermosipho. 
219878240 
sequenc 
Actinomy 


oc 


qu 


s 
Ac 


no 


al 


v 


al 


v 


oc 


oc 


ce 
al 


224581421 


es; 


224581418 
1 sequ 
ridae; 


224581411 
ence 14618 
nadales; 
219846604 


219878420 
1681727 16832 
mycineae 
219878401 


es; 


219878364 
uence 
inomycet 


219878349 
1780670 17821 
occineae 
219878336 
ence 

Actinomyc 


219878285 
equence 
tinomyce 


219878258 


219878225 
sequenc 
Actinomy 


219878223 
1957067 19585 
occineae 
219878222 
1958616 19601 
occineae 
219878146 


es; 


219878136 


occineae 
219878156 
sequenc 
ria; Aer 
219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
occineae 
219878472 
ence 
Actinomy 


mycineae 
219878250 


14484 


Micr 


ence 
Act 


15011 


17093 
Cory 


19068 


19159 


20655 
Micr 


Alter 


ref|NR_027202.1 
60 1449852 Promic 
ococ 


Promicromonospora 
romonospora aerolata 
cineae; Promicromonosporaceae; 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Marinobacter 
bacter bryozoorum 
Marinobacter. 

Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Arthrobacter mysorens 
05 Arthrobacter mysorens Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_025611.1] Arthrobacter 

1605856 1607314 Arthrobacter 

cetales; Micrococcineae; Micrococcaceae; 


ref |NR_027192.1 
62 1463368 Marino 
omonadaceae; 
ref |NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025613.1 


v 


v 


ref|NR_025559.1| Actinomyces oricola 
34 Actinomyces oricola Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref|NR_025540.1| Corynebacterium 

12 1710793 Corynebacterium atypicum 
nebacterineae; Corynebacteriaceae; 


ref|NR_025503.1 
1761124 176259 
ales; Micrococci 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


v 


ref|NR_025488.1| Citricoccus muralis 
24 Citricoccus muralis Bacteria; 
; Micrococcaceae; Citricoccus. 
ref|NR_025475.1] Arthrobacter 

1798724 1800168 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


’ 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


ref|NR_025424.1 
1873541 187493 
tales; Micrococc 


ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025389.1 
11 1917433 Thermo 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Thermosipho geolei 
sipho geolei Bacteria; 


ref|NR_025379.1| Actinomyces 
e 1931360 1932760 Actinomyces 
cetales; Actinomycineae; 


ref |NR_025364.1| Actinomyces 
e 1954098 1955520 Actinomyces 
cetales; Actinomycineae; 


ref|NR_025362.1] Arthrobacter luteolus 
65 Arthrobacter luteolus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_025361.1] Arthrobacter albus 

16 Arthrobacter albus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_025285.1| Micrococcus 

12 2067008 Micrococcus antarcticus 
ococcineae; Micrococcaceae; Micrococcus. 


, 


v 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 


ref|NR_025275.1| Propionimicrobium 
2079371 2080872 Propionimicrobium 


lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 


663146 Bacteria_16S 


thermolithotrophum strain BSA 16S ribosomal RNA, partial 


2087990 2088018 17 


45 219878131 


sequence 


gi 


thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobac 


663146 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; 
663146 Bacteria_16S 


2146999 2147039 4 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


2230328 2230368 4 


44 gi| 219857637 


2146078 21475 
44 


gi| 219857579 


hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 


hongkongensis Bacteria; 


663146 Bacteria_16S 


Proteobacteria; 
2347217 2347257 4 


Betaproteobacteria; 


Neiss 


44 219857496 


gi 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


663146 Bacteria_16S 


2348726 2348766 4 


44 gi| 219857495 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


663146 Bacteria_16S 


strain K300 16S ribosomal RNA, partial sequence 


2362430 2362470 4 


Actino: 


44 gi|219857486 


2361525 23629 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


663146 Bacteria_16S 


psychrolactophilus strain B7 16S ribosomal RNA, partial 


2455241 2455281 4 


44 219857415 


sequence 


gi 


psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Ac 
Micrococcaceae; Arthrobacter. 


663146 Bacteria_16S 
pachnodae strain 


2513998 2514038 4 


VPCX2 16S ribosomal RNA, partial sequence 


44 219857368 


25130 


gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Xylanimicrobium. 

663146 Bacteria_16S 2517024 2517064 4 44 gi| 219857366 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Acti 
Micrococcaceae; Arthrobacter. 

663146 Bacteria_16S 2629824 2629868 4 48 gi| 219857239 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 26303 


Deinococcus-Thermus; 
663146 Bacteria_16S 


strain Al-3 16S ribosomal RNA, partial sequence 


Deinococci; Thermales; 
2748463 2748503 4 


Thermaceae; Thermus. 
44 gi|219857155 
2747544 27488 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


663146 Bacteria_16S 


strain IHB1 16S ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


Thermotogae; 
663146 Bacteria_16S 
strain IFO 16238 


2828318 2828346 20 


2838890 2838930 4 


48 gi| 219856905 


2827347 28288 
44 


gi| 219856898 


16S ribosomal RNA, partial sequence 2837959 28394 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


663146 Bacteria_16S 
strain IFO 16235 


2840450 2840490 4 


44 gi| 219856897 


16S ribosomal RNA, partial sequence 2839520 28410 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


663146 Bacteria_16S 


citronellolis strain DSM 50332 16S ribosomal RNA, partial 
citronellolis Bacteria; 


Pseudomonas. 
663146 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacteria; 
663146 Bacteria_16S 
SPS-17 16S ribosomal 
Thermus; Deinococci; 
663146 Bacteria_16S 


strain CreCitl 16S ribosomal RNA, partial sequence 


2973301 2973341 4 
Proteobacteria; 


2982477 2982517 4 


3018868 3018912 4 
RNA, partial sequence 
Thermales; Thermaceae; 

3053925 3053965 4 


Gammaproteobacteria; 


44 219846941 
sequenc 


Pseu 


gi 


44 gi| 219846935 


TW-183 16S ribosomal RNA, partial sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; 


Actinomycetales; 


, 


’ 


’ 


’ 


ref 


teriaceae; 
NR_025226.1 
31 Pseudomonas jinjuensis Bacteria; 
Pseudomon 
NR_025167.1 


ref 


aceae; 
ref 


eriales; 


ref |NR_025084.1 


ref 
mycetales; 


ref 


ref 


ref 


ref 
nomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


2087053 20884 


2229404 22308 
Neisse 


2346319 23477 


Micro 


2347826 23492 
Micr 


Microbacteria 


2454319 24557 


tinomycetales; 


Pro 


2516115 25175 
Mi 


Micrococcacea 


Microbacteria 


Microbacteria 


Ps 


2981577 29830 


amydophila. 
NR_026503.1 


3017969 3019430 Thermus oshimai Bact 


Chl 

48 gi|219846911 
Thermus. 

44 gi| 219846886 


3052993 30544 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


663146 Bacteria_16S 


3099047 3099087 4 


44 gi| 219846856 


strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 30995 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


663146 Bacteria_16S 


3355064 3355104 4 


44 gi|219846680 


tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequen 


tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; Brachybacterium. 


663146 Bacteria_16S 


3359751 3359791 4 


Actino: 


44 gi|219846677 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 


v 


ref 


ref 


ref 


ref 


Micr 


NR_025270.1 


Desul 


NR_025074.1 
91 Subtercola boreus Bacteria; 


NR_025003.1 


NR_024956.1 
94 2514560 Xylan 
ococcineae; 


NR_024954.1 


NR_024867.1 
81 Thermus scotoductus Bacteria; 


NR_024783.1 
84 Arthrobacter 


NR_024726.1 
49 Thermosipho japonicus Bacteria; 


NR_024717.1 
69 Agromyces bracchium Bacteria; 


NR_026533.1 
e 2972376 29738 
domonadales; 


NR_026527.1 


NR_026478.1 
82 Formivibrio citricus Bacteria; 
Formivibrio. 
NR_026448.1 
44 Arthrobacter 
Micrococcaceae 
NR_026272.1 
ce 3354134 33556 
mycetales; 


NR_026269.1 


9 


6 
xr 


7 
iS 


NR_025083.1 


8 
° 


Cc 


3 


i 


6 
c 


e 


Cc 


NR_024716.1 
12 Agromyces luteolus Bacteria; 


Cc 


8 


e 


5 


e 


4 
° 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Pseudomonas jinjuensis 


as. 
Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Arthrobacter 

5 Arthrobacter 

occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Subtercola boreus 
eae; Subtercola. 


Arthrobacter 
2 Arthrobacter 


Micrococcineae; 


Xylanimicrobium 
microbium pachnodae 


micromonosporaceae Hi 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Thermus scotoductus 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 
Thermosipho japonicus 
Agromyces bracchium 


eae; Agromyces. 
Agromyces luteolus 


eae; Agromyces. 
Pseudomonas 

5 Pseudomonas 

udomonadaceae; 


Chlamydophila 
5 Chlamydophila 


Thermus oshimai strain 
ria; Deinococcus- 


Formivibrio citricus 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Brachybacterium 

5 Brachybacterium 

coccineae; 


Brachybacterium 


3358821 3360332 Brachybacterium 


663146 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 


Promicromonospora. 
663146 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


663146 Bacteria_16S 


strain DSM 20167 
Actinobacteria; A 


663146 Bacteria_16S 


strain DSM 20119 
Actinobacteria; A 


663146 Bacteria_16S 


strain DSM 20138 
Actinobacteria; A 


663146 Bacteria_16S 


histidinolovorans 
histidinolovorans 
Micrococcaceae; A 


663146 Bacteria_16S 


strain DSM 20116 
Actinobacteria; A 


663146 Bacteria_16S 


strain NCTC 10951 
Actinobacteria; A 


663146 Bacteria_16S 


strain DSM 20315 
Actinobacteria; A 


663146 Bacteria_16S 


strain DSM 20550 
Actinobacteria; A 


663146 Bacteria_16S 


strain DSM 20541 
Actinobacteria; A 


663146 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


663146 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


663146 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


663146 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


663146 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


663146 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


663146 Bacteria_16S 


crystallopoietes 
crystallopoietes 
Micrococcaceae; A 


663146 Bacteria_16S 


strain DSM 20133 
Actinobacteria; A 


663146 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


3396093 3396133 4 44 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


3399123 3399163 4 44 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


3400657 3400697 4 44 


gi 


ctinobacteridae; Actinomycetales; Microc 


3402183 3402223 4 44 gi 


ctinobacteridae; Actinomycetales; Micr 
3403723 3403763 4 44 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 

3405253 3405293 4 44 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 

rthrobacter. 

3406779 3406819 4 


oc 


ar 
ri 
44 gi 
ctinobacteridae; Actinomycetales; Micr 
3412927 3412967 4 44 gi 
16S ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Acti 
3453063 3453103 4 44 gi 


oc 


no 


ctinobacteridae; Actinomycetales; Micr 
3456119 3456159 4 44 gi 


oc 


ctinobacteridae; Actinomycetales; Microc 


3457648 3457688 4 44 gi 


ctinobacteridae; Actinomycetales; Micr 
3459142 3459182 4 44 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3460663 3460703 4 44 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

3462183 3462223 4 


oc 


al 
e; 


te 
ae 
44 gi 
ctinobacteridae; Actinomycetales; Micr 
3463706 3463746 4 44 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


rthrobacter. 
3465229 3465269 4 


oc 


‘ea 
da 
44 gi 
ctinobacteridae; Actinomycetales; Micr 
3466752 3466792 4 44 gi 


DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


oc 


se 
Ac 


3468274 3468314 4 44 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

3469800 3469840 4 


rt 
id 
44 gi 
ctinobacteridae; Actinomycetales; Micr 
3471318 3471358 4 44 gi 


n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


oc 


s 
A 


663146 Bacteria_16S 


219846648 


ce 33951 
es; 


219846646 


equence 


Actinomyc 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 


occineae 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 


219846643 
16S ribosomal RNA, partial sequence 3402800 34042 


occineae 


219846642 
tial seq 


dae; Act 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 


occineae 


219846636 


34120 
mycineae 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 


occineae 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 


occineae 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 


219846603 


sequenc 


219846602 


sequenc 
Actino: 


’ 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


occineae 


219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


occineae 


219846598 


quence 
tinomyce 


219846597 


ial sequ 
ae; Acti 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 


occineae 


219846595 


equence 
ctinomyc 


3480415 3480455 4 44 


gi 


219846589 


denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


Micr 


occineae; 


occineae; 


Actinomycet 


ref |NR_026240.1 
98 3396650 Promic 
ococ 


ref |NR_026238.1 
3398202 339968 
etales; Micrococ 


ref |NR_026237.1 
13 Arthrobacter 
; Micrococcacea 
ref |NR_026236.1 
49 Arthrobacter 
3 Micrococcacea 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref |NR_026200.1 
; Micrococcaceae 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 
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663146 Bacteria_16S 3481893 3481933 4 44 gi|219846588|ref|NR_026180.1| Actinomyces howellii 
strain NCTC 11636 16S ribosomal RNA, partial sequence 3480966 3482380 Actinomyces howellii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

663146 Bacteria_16S 3497119 3497147 17 45 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

663146 Bacteria_16S 3627739 3627779 4 44 gi| 219846487 |ref|NR_026079.1| Neisseria gonorrhoeae 
strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

663146 Bacteria_16S 3706802 3706838 4 40 gi|219846432|ref|NR_026023.1| Prosthecobacter 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosthecobacter debontii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
663146 Bacteria_16S 3778534 3778582 20 68 gi|219846378|ref|NR_025969.1| Thermotoga subterranea 
strain SL1 16S ribosomal RNA, partial sequence 3777587 3779067 Thermotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

663146 Bacteria_16S 3895697 3895737 4 44 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 3896280 Chlamydia trachomatis Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

663146 Bacteria_16S 4058899 4058939 4 44 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

663146 Bacteria_16S 4101161 4101201 4 44 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

663146 Bacteria_16S 4200474 4200514 4 44 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

663146 Bacteria_16S 11273 11312 4 43 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

663146 Bacteria_16S 22058 22097 4 43 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

663146 Bacteria_16S 23608 23647 4 43 gi| 265679048 |ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

663146 Bacteria_16S 32825 32864 4 43 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

663146 Bacteria_16S 34348 34387 4 43 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
663146 Bacteria_16S 47767 47806 4 43 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

663146 Bacteria_16S 49289 49328 4 43 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
663146 Bacteria_16S 54059 54098 4 43 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
663146 Bacteria_16S 66075 66114 4 43 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

663146 Bacteria_16S 70581 70620 4 43 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

663146 Bacteria_16S 78037 78076 4 43 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

663146 Bacteria_16S 102373 102412 4 43 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 
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663146 Bacteria_16S 314231 314270 4 43 gi| 265678851 |ref|NR_029157.1 
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Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
663146 Bacteria_16S 323249 323288 4 43 gi| 265678845 |ref|NR_029150.1 
strain H168 16S ribosomal RNA, complete sequence 322285 32381 

Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
663146 Bacteria_16S 343301 343340 4 43 gi| 265678829 |ref|NR_029134.1 
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valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 


663146 Bacteria_16S 
Ac-1800 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 
jalaludinii strai 
Firmicu 
663146 Bacteria_16S 


VKM 


Bacteria; 


postgatei strain 
Bacteria; Proteob 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


663146 Bacteria_16S 
storis strain PCC 9511 16S ribosomal R 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


marinus subsp. pa 


Prochlorococcacea 


663146 Bacteria_16S 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


663146 Bacteria_16S 


strain VKM Ac-179 


Bacteria; Actinob 


Rathayibacter. 


663146 Bacteria_16S 


strain VKM Ac-180 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 
ain ALJD 16S ribosomal RNA, partial se 
Gammaproteobact 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


663146 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


663146 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


663146 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


663146 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


663146 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


663146 Bacteria_16S 
n TA-67 16S ribosomal RNA, partial seq 


acidiphilus strai 
acidiphilus Bacte 


663146 Bacteria_16S 


strain YLM-32 16S 


756193 756232 4 43 
ibosomal RNA, partial sequence 


gi 


765348 765387 4 

n M9 16S ribosomal RNA, 
tes; Clostridia; 
779239 779278 4 


43 gi 


43 gi 


853789 853828 4 43 gi 


eria; Proteobacteria; 


879495 879534 4 43 gi 


Prochlorococcus. 
882556 882595 4 


e; 


43 gi 


885640 885679 4 43 gi 
9 16S ribosomal RNA, partial sequence 


887174 887213 4 43 gi 
4 16S ribosomal RNA, partial sequence 
902493 902532 4 


43 gi 


teria; Proteobacteria; 
939571 939610 4 43 

ribosomal RNA, complete sequence 
ridia; Clostridiales; 
970463 970502 4 


gi 


43 gi 


cteria; Proteobacteria; Deltaproteobac 
972038 972061 17 40 gi 
16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
993578 993617 4 43 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1034697 1034736 4 43 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1063639 1063678 4 43 gi 


ria; Firmicutes; Bacillales; Alicyclob 
1076904 1076943 4 43 gi 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


663146 Bacteria_16S 


strain 14 16S rib 


Actinobacteria; Actinoba 
663146 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


663146 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


663146 Bacteria_16S 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 


1101014 1101053 4 43 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1102519 1102558 4 43 gi 
osomal RNA, partial sequence 
cteridae; Actinomycetales; Micr 
1110174 1110213 4 43 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 

Collinsella. 
1113219 1113258 4 
76 16S 
acteria 


gi 


v 
43 gi 
ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


, 


1132887 1132926 4 43 gi 


755262 75674 


complete seque 
Clostridiales; Veillo 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
663146 Bacteria_16S 


in Mb1Pa 16S ribosomal RNA, partial se 
Deltaproteobacte 


acteria; Actinobacteridae; Actinomycet 


938639 94015 
Heliobacteriacea 


rain JJ 16S ribosomal RNA, partial seq 


1075986 10774 


1100149 11015 


1101592 11031 


265678542 


ococcineae; 


265678536 
nce 76438 
nellaceae; 
265678526 
ce 77827 
acterales; 
265678477 
quence 

ria; Desul 


265678459 


NA, partial 


265678456 
nce 88163 
ales; Micr 


265678454 
88470 
ales; Micr 
265678453 
88624 
ococcineae 
265678443 
quence 
eria; 


’ 


Chro: 
265678419 


e; Heliore 
265678397 
uence 
teria; Des 
265678396 
97110 
obacterale 
265678382 
ce 99261 
phomonadac 
265678355 
10337 
urinibacil 
265678335 
uence 
acillaceae 
265678325 


Ss; 


v 


ococcineae; 
265678309 


Clostridiu 
265678308 


m. 


ococcineae; 

265678302 
sequence 

Coriobacte 


265678300 
e 11123 


ales; Micr 


253680768 


ref 
7 Agromyces albus Bacteria; 


ref 
5 765927 Mitsuo 
Mit 
ref 
2 779794 Desulf 
Des 
ref 
852834 854357 
foba 


ref 


ref 
0 883139 Catel 
omon 


ref 
1 886196 Ratha 
ococ 


ref 
7 887732 Agrei 


ref 
901557 90302 
mati 


ref 
5 Heliorestis daurensis Bacteria; 
stis 
ref 
969528 971049 
ulfo 


ref 
0 972566 Campyl 


ref 
4 994134 Syntr 
eae; 
ref 
71 1035187 Aneur 
lus 
ref 
1062699 10642 


ref 
78 Rarobacter incanus Bacteria; 


ref 
41 Clostridium hiranonis Bacteria; 


ref 
01 Agromyces rhizospherae Bacteria; 


ref 


ref 
07 1113789 Micro 
ococ 


ref 
1131955 1133449 Brevibacterium sanguinis 


Mi 


se 


Mi 


Cc 


Al 


Ra 


Mi 


1 


109258 11107 
rial 


NR_028846.1 


crobacteriac 
NR_028840.1 


suokella. 
NR_028830.1 


ulfobacterac 
NR_028780.1 
cterales; De 


NR_028762.1 
quence 


NR_028758.1 
1 
osporineae; 


NR_028756.1 


. . Y 
cineae; Micr 
NR_028755.1 
a 
crobacteriac 
NR_028745.1 
ay 
h 


ales; Ectot 


NR_028721.1 


NR_028699.1 


vibrionales; 
NR_028698.1 


ampylobacter 
NR_028684.1 
° 
Syntrophomo 
NR_028657.1 
ae 
group; Aneur 
NR_028637.1 
3 
icyclobacill 
NR_028627.1 


robacteracea 
NR_028611.1 


NR_028610.1 


crobacteriac 
NR_028604.1 
2 
es; Coriobac 
NR_028601.1 
b 


cineae; Micr 


Agromyces albus strain 


eae; Agromyces. 
Mitsuokella 
kella jalaludinii 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 

Desulforegula 

Desulforegula 
sulfobacteraceae; 


Prochlorococcus 
878614 880078 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Heliorestis daurensis 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Campylobacter lanienae 

obacter lanienae 

aceae; Campylobacter. 

Syntrophomonas 

phomonas sapovorans 

nas. 

Aneurinibacillus 

nibacillus danicus 

inibacillus. 
Alicyclobacillus 

1 Alicyclobacillus 

us. 

Rarobacter incanus 


e; Rarobacter. 
Clostridium hiranonis 


Agromyces rhizospherae 


eae; Agromyces. 
Collinsella 

0 Collinsella 

terineae; 


Microbacterium 
acterium halophilum 


obacteriaceae; 


Brevibacterium 


NR_028016.1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


663146 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


663146 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


663146 Bacteria_16S 


DSM 
Bacteria; 


16069 16S rib 
Proteob 


663146 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


663146 Bacteria_16S 


1140492 1140531 4 43 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


1164686 1164725 4 

osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1175339 1175378 4 43 gi 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1196503 1196542 4 43 gi 
2809 16S ribosomal RNA, partial sequen 
eferribacteres; Deferribacterales; Def 
1231241 1231284 1 44 gi 


43 gi 


253680763 
quence 
ia; Salini 


228720667 


1163739 11652 


nellaceae; 
228718578 


1174405 11758 


a. 
228715574 
ce 11955 


219878275 


strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 12317 


Bacteria; Aquific 


663146 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


663146 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


663146 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


663146 Bacteria_16S 


strain NCIMB 7030 
Actinobacteria; A 


663146 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


663146 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


663146 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


663146 Bacteria_16S 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


663146 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


663146 Bacteria_16S 


strain CCM 132 16 
Actinobacteria; A 


663146 Bacteria_16S 


strain HM-7 16S r 


ae; Aquificales; Aquificaceae; Thermoc 
1234250 1234289 4 43 gi 
rain DSM 13468 16S ribosomal RNA, part 


; Microbacterium. 


1289887 1289926 4 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; Cori 
1292840 1292879 4 43 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


43 gi 


1298835 1298874 4 43 gi 
55 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1349375 1349414 4 43 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1394502 1394549 20 67 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1402020 1402059 4 43 gi 
33 16S ribosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 


cteria; Actinobacteria; Actinobacterid 


rinis. 
219878266 


ae; 


219846501 


complete sequence 1289055 12904 
obacterine 


228716433 


219846893 
12979 


228720600 


1348448 13499 


ales; Micr 


228715897 


1393543 13950 


228715351 
14011 


1463419 14648 


erribacter 


ial sequen 
Actino: 


tial seque 
oteobacter 


ococcineae 


ref 
1 
spha 
ref 
Mit 
ref 
ref 
acea 
ref 
ref 
myce 
ref 
ae; 
ref 
nce 
ia; 
ref 


, Br 
ref 


Ococ 


ref 


ref 


65 1197080 Denit 


93 Thermocrinis 


ce 1233340 12348 


19 1299312 Brevi 


11 1402554 Leifs 


73 Mogibacterium 


NR_028011.1 


139586 114102 


erales; Sali 


NR_027596.1 


suokella. 
NR_027574.1 


NR_027535.1 
xr 
e; Denitrovi 
NR_025414.1 


NR_025405.1 
1 
fe} 


tales; Micr 


NR_026093.1 


Coriobacteri 
NR_027551.1 
129190 
Alteromonada 


NR_026485.1 
b 
evibacteriac 
NR_027595.1 


cineae; Sang 


NR_027542.1 


NR_027523.1 
fe} 


ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
; Leifsonia. 

1447869 1447908 4 43 gi|224581422|ref|NR_027203.1 
P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogiba 
tes; Clostridia; Clostridiales; Clostridiales Family XIII. Incer 

1458238 1458277 4 43 gi|224581414|ref|NR_027195.1 

LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 145871 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomyc 

1461228 1461267 4 43 gi|224581412|ref|NR_027193.1 
S ribosomal RNA, partial sequence 1460297 14618 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 

1464339 1464378 4 43 gi|224581410|ref|NR_027191.1 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
663146 Bacteria_16S 1484088 1484127 4 43 gi| 219857506 |ref|NR_025094.1 
strain SW32 16S ribosomal RNA, partial sequence 1483159 14846 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneri 
663146 Bacteria_16S 1517104 1517143 4 43 gi|219873435|ref|NR_025194.1 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 151759 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
Desulfotignum. 

663146 Bacteria_16S 1518560 1518599 4 43 gi|219857618|ref|NR_025207.1 
strain PC18 16S ribosomal RNA, partial sequence 1517647 15191 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

663146 Bacteria_16S 1520072 1520111 4 43 gi|219857617|ref|NR_025206.1 
strain PC80 16S ribosomal RNA, partial sequence 1519166 15206 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

663146 Bacteria_16S 1524705 1524744 4 43 gi|219857527|ref|NR_025115.1 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Seleno 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
663146 Bacteria_16S 1603694 1603733 4 43 gi|219878475|ref|NR_025614.1 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 

Thermocrinis albus 


albus DSM 14484 


Microbacterium 
7 Microbacterium 
coccineae; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Marinobacter 

4 1293412 Marinobacter 

les; Alteromonadaceae; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Sanguibacter keddieii 


42 Sanguibacter keddieii DSM 10542 


uibacteraceae; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Arcanobacterium 
5 Arcanobacterium 


ineae; Actinomycetaceae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
a. 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Selenomonas sputigena 
monas sputigena 


Brevibacterium 


1602772 1604264 Brevibacterium 


GAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGC 
GTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGGTGTGAGAGTGGAAAGTTCACACTGTGACGGTATCTTACCAGAAAGGGACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGC 
TGTGGCTTAACCATAGTACGCTTTGGAAACTGTTTAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACA 
CCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAG 
TGCTAGGTGTTAGGCCCTTTCCGGGGCTTAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGATGCCCGCTCTAGAGATAGAGTTTTACTTCG 
GTACATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTCA 
GTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGC 
TGGTACAACGAGTCGCAAGTCGGTGACGGCAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGT 
AATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTT 
AGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGT CANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NATTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAAGGAGGAGCTTGCTTCTCTGGATGAGTTGCGAACGGGTGAGT 
AACGCGTAGGTAACCTGCCTGGTAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAGAGTGGATGTTGCATGACATTTGCTTAAAAGGTGCACTTG 
CATCACTACCAGATGGACCTGCGTTGTATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGG 
ACTGAGACACGKCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGA 
TCGTAAAGCTCTGTTGTAAGAGAAGAACGAGTGTGAGAGTGGAAAGTTCACACTGTGACGGTATCTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTAGGCT 
TTGGAAACTGTTTAACTTGAGTGCAAGAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCT 
GGCTTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGGTGTTAGACCCTTTCC 
GGGGTTTAGTGCCGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACCGCTCTAGAGATAGAGTTTTCCTTCGGGACAGAGGTGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTG 
CCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCAAGCCG 
GTGACGGCAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGG 
ATAGATGATTGGGGTGAAGTCGTAACAAGGTCAGCCGTTTGGGAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTGAGTT 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAAGGAGGAGCTTGCTTCTCCGGATGAGTTGCGAACGGGTGAGTAACG 
CGTAGGTAACCTGCCTGGTAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAGAGTAGATGTTGCATGACATTTGCTTAAAAGGTGCAATTGCATC 
ACTACCAGATGGACCTGCGTTGTATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGT 
AAAGCTCTGTTGTAAGAGAAGAACGAGTGTGAGAGTGGAAAGTTCACACTGTGACGGTATCTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTACGCTTTGG 
AAACTGTTTAACTTGAGTGCAAGAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGCT 
TGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGACCCTTTCCGGGG 
TTTAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACCGCTCTAGAGATAGAGTTTTCCTTCGGGACAGAGGTGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGG 
TAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCAAGCCGGTGA 
CGGCAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCTAAGGTGGGATA 
GATGATTGGGGTGAAGTCGTAACAAGTCAGCCGTTTGGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTCGAGCGCCCCGC 
AAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCCTTTACTACGGAATAACGCAGGGAAACTTGTGCTAATACCGTATGTGCCCTTCGGGGGAAAGA 
TTTATCGGTAAGGGATCGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTG 
GGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAG 
GGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTG 
TTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGGGTGTCTGGAGTA 
TGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCA 
TTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGC 
AGAACCTTACCAGCCCTTGACATGCCCGGCTACCTACAGAGATGTAGGGTTCCCTTCGGGGACCGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTG 
GGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGC TACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCTAATCTCCAAAA 
GCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGTCANNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATTCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGAGAAAGCCCGGCTTGCCGGG 
CAAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCTTCGTTTGGGGGATAACCTACCGAAAGGTGGGCTAATACCGCATAACGTGATCGAGCTCTG 
GCTTGATCGCCAAAGGTGGCCTCTCCATGGAAGCTACCGAGTGAAGATGAGCCCGCGTCCCATTAGCTAGTTGGTAAGGTAAAAGCTTACCAAGGCGACGATGGG 
TAGCTGGTCTGAGAGGATGGCCAGCCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATCTTTGCGCAATGGGGCAACCCTGACG 
CAGCAACGCCGCGTGGGTGAAGAAGGCTTCGGGTCGTAAAGCTCTGTCAAGTGGGAAGAATAGCCTTAAGGGGAATATCCTTGGGGTATGACGGTACCACTGGAG 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGTGTAGGCGGCCAGATAAGTCAG 
AGGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCCTTTGAAACTGTTTGGCTTGAGTGCGGGAGAGGAAAGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATA 
TTGGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACCGACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCT 
GTAAACGATGGGCACTAGGTGTAGGAGGTTTTTAACCCTCCTGTGCCGTAS TAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTGACATCTGCGGAACCTCATGGAAACATGG 
GGGTGCCTGGCAACAGGAGCCGCAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTT 
AGTTGCCATCATTTAGTTGGGCACTCTAAAGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGACGACGTCAAGTCCTCATGGCCTTTATGCCCAGGGCTACAC 
ACGTGCTACKTTGGGCGGTACAAAGGGTCGCCAACCTGTGAAGGGGAGCTAATCCCAAAAAGCCGTCCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAA 
GTTGGAATCGCTAGTAATCGTGGATCAGCTTGCCACGGTGAATACGTTCCCGGGCCTTGTTCACACCGCCCGTCTCACCACGAAAGCCTGTGGTACCAGATGTCG 
CTGGCCTAACCCTTCGGGGAAGGAGGCGCCTAAGGGAAGGCCGGTTATTGGGGGGTTGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNCGTTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACAGGGGAGCTTGCTCCGCTGACGACCGGCGCACGGGTGCGTAACGCGTATGCAATCTAC 
CTCTTACTAAGGGATAGCCCAGAGAAATTTGGATTAATATCTTATGTGGTATATGACTGGCATCAGTTATATATTAAAGGTTACGGTAAGAGATGAGCATGCGTC 
CCATTAGTTAGTTGGTGTGGTAACGGCACACCAAGACTTCGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTAC 


picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 
663146 Bacteria_16S 
bolidensis strain 


1626285 1626324 4 


43 


gi 


bolidensis Bacteria; Actinobacteria; Actinobacteridae; 


Arsenicicoccus. 
1669026 1669065 4 


Intrasporangiaceae; 
663146 Bacteria_16S 
strain R2014 16S 


663146 Bacteria_16S 1697989 1698028 4 


43 


ribosomal RNA, partial sequence 


43 


gi 


219878459 


CCUG 47306 16S ribosomal RNA, partial sequence 


219878429 


Actinomycetales; 


ref|NR_025598.1| Arsenicicoccus 
1625384 1626850 Arsenicicoccus 

Micrococcineae; 

ref 


NR_025568.1| Actinomyces nasicola 


1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


gi 


219878409 


ref|NR_025548.1| Microbacterium 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 


663146 Bacteria_16S 1736054 1736093 4 


43 


gi 


vaccimaxillae strain R10176 16S ribosomal RNA, partial 


vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
663146 Bacteria_16S 1742198 1742237 4 


43 


gi 


219878384 
sequence 


219878379 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 


thomasii Bacteria; 
Anaerobiospirillum. 
663146 Bacteria_16S 
halodurans strain 
Bacteria; 
663146 Bacteria_16S 


1766493 1766532 4 


1805831 1805870 4 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 


Cellulomonadaceae; Oerskovia. 
663146 Bacteria_16S 1807369 1807408 4 


43 


43 


43 


Proteobacteria; Gammaproteobacteria; 


gi 


gi 


gi 


219878360 


ales; 
219878332 


219878331 


Actinomycetales; 


Aeromonadales; 


Ectothiorhodospiraceae; 


strain DSM 46000 


Actinomycetales; 


663146 Bacteria_16S 


strain P 297/02 1 


Curtobacterium. 


663146 Bacteria_16S 


strain P 229/10 1 


1811950 1811989 4 43 gi 


Micrococcineae; Microbacteriaceae; 


1819626 1819665 4 43 gi 


1821159 1821198 4 43 gi 


1822684 1822723 4 43 gi 


1828712 1828751 4 43 gi 


alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; 


663146 Bacteria_16S 
molinativorax strain ON4 16S ribosomal RNA, partial seque 


1834816 1834855 4 43 gi 


molinativorax Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 
663146 Bacteria_16S 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 


663146 Bacteria_16S 


vibrioides strain 


vibrioides Bacteria; 
663146 Bacteria_16S 
6S ribosomal RNA, partial sequence 1881182 18827 
Clostridia; 
663146 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; 


strain DSM 5090 1 
Firmicutes; 


strain DSM 3132 1 
Firmicutes; 


Gulosibacter. 


1848679 1848718 4 43 gi 


Arcanobacterium. 


Clostridiales; Veillonellaceae; § 
1883717 1883756 4 43 gi 


Clostridiales; Veillonellaceae; S 
1885297 1885336 4 43 gi 


Clostridiales; Veillonellaceae; S 
1900700 1900739 4 43 gi 


oc 
flaccumfaciens strain LMG 3645 16S rib 


Curtobacterium flaccumfaciens pv. 
Curto 


oc 


nce 


Rhodobacterales; 
219878312 


nce 


por 


por 


por 


occineae; 
219878328 
osomal RNA, 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
bacterium. 
219878323 
6S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 


occineae; Microbacteriaceae; 
219878322 
420/07 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Actinomycetales; 
219878321 
6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 
alexandrii strain 


Actinomycetales; 


219878303 
sequence 
Actinomycetales; Actinomycineae; 


1880560 1880599 4 43 gi| 219878279 
FKBS1 16S ribosomal RNA, complete sequence 

Firmicutes; Clostridia; Clostridiales; Veill 

1882141 1882180 4 43 gi| 219878278 


omusa. 
219878277 
6S ribosomal RNA, partial sequence 1882756 18842 
Clostridia; 
663146 Bacteria_16S 


omusa. 
219878276 
6S ribosomal RNA, partial sequence 1884339 18858 
Clostridia; 
663146 Bacteria_16S 


omusa. 
219878263 


humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 


Micrococcineae; Microbacteriaceae; 


ref|NR_025523.1| Actinomyces 
1735130 1736622 Actinomyces 
Actinomycineae; 


ref|NR_025518.1| Anaerobiospirillum 
1741287 1742780 Anaerobiospirillum 

Succinivibrionaceae; 

Alkalilimnicola 


ref |NR_025499.1 


34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Proteobacteria; Gammaproteobacteria; Chromati 


Alkalilimnicola. 


ref|NR_025471.1| Oerskovia 


sequence 1804913 1806398 Oerskovia 
Actinomycetales; 


Micrococcineae; 


16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 
flaccumfaciens pv. 


ref|NR_025470.1| Oerskovia jenensis 
Cellulomonadaceae; Oerskovia. 
ref|NR_025467.1| Curtobacterium 


partial sequence 1811040 1812516 


Plantibacter flavus 
flavus Bacteria; 
Plantibacter. 
ref|NR_025461.1| Curtobacterium 
1820242 1821724 Curtobacterium 
Micrococcineae; Microbacteriaceae; 


ref |NR_025462.1 


ref|NR_025460.1| Agreia pratensis 
50 Agreia pratensis Bacteria; 


ococcineae; Microbacteriaceae; Agreia. 
219878317 
C116-18 16S ribosomal RNA, partial sequence 


ref|NR_025456.1| Oceanicaulis 
1827843 1829266 Oceanicaulis 
Hyphomonadaceae; Oceanicaulis. 
ref|NR_025451.1| Gulosibacter 

1833888 1835317 Gulosibacter 
Micrococcineae; 


ref|NR_025442.1| Arcanobacterium 
1847763 1849248 Arcanobacterium 


NR_025418.1| Propionispora 

1879598 1881131 Propionispora 
onellaceae; Propionispora. 
ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 


ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 


ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 


ref|NR_025402.1| Ornithinimicrobium 
1899804 1901109 Ornithinimicrobium 


663146 Bacteria_16S 
333/02 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Ac 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


663146 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


phenolica strain 
Bacteria; Proteob 


anilini strain An 
Bacteria; Proteob 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


663146 Bacteria_16S 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
663146 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


strain CCUG 35957 


burkinensis strai 
burkinensis Bacte 


663146 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


strain T9 16S rib 
Proteobacteria; G 


663146 Bacteria_16S 


strain SW-47 16S 


Proteobacteria; G 


663146 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


663146 Bacteria_16S 


salipaludis strai 
Bacteria; Proteob 


663146 Bacteria_16S 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


1948983 1949022 4 


v 


1968701 1968740 4 


ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 
663146 Bacteria_16S 


1976168 1976207 4 


PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
663146 Bacteria_16S 


1979287 1979326 4 


1980821 1980860 4 


Arcanobacterium. 
2032595 2032634 4 


2035667 2035706 4 


2049695 2049734 4 


Firmicutes; 
2086441 2086480 4 


ria; 


2101596 2101639 4 
ribosomal RNA, 
ammapro 
2109192 2109231 4 
bosomal 
ridia; Clostridiales; 
2137997 2138036 4 
n SM-1 

acteria; 
2160543 2160582 4 


663146 Bacteria_16S 


2228801 2228840 4 


43 


43 


43 


43 


43 


43 


43 


43 


43 


47 


partial sequence 
teobacteria; Alteromonadales; Alt 


43 


RNA, partial sequence 


gi 


gi 


1967755 19691 


Incertae § Thermica 


gi 


gi 


il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
663146 Bacteria_16S 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 
n DSM 6283 16S ribosomal RNA, partial 
Clostridia; 


gi 


Clostridi 


gi 


2085504 20 


gi 


2100672 21021 
eromonad 


gi 


2108290 21097 


Clostridiaceae; 


43 


43 


43 


gi 


16S ribosomal RNA, partial sequ 
Gammaproteobacteria; Alteromo 


gi 


gi 


219878229 
nce 
ti 


219878216 


edis; 
219878211 
ce 
acterales; 
219878209 


acterales; 

219878208 
al 
ba 


219878174 
ence 20 
Alicycl 
219878171 
20 
ococcin 
219878159 
sequence 

ales; 
219878132 


219878121 


219873437 


cl 
219857643 
en 
nadales; 
219857628 
quence 

ria; 


219857580 


strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 22293 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 
thiodismutans strain MLF1 16S ribosomal RNA, partial se 


thiodismutans Bac 
Desulfonatronum. 


663146 Bacteria_16S 
rain APO 16S ribosomal RNA, partial se 


californiensis st 
californiensis Ba 


663146 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


lutaoensis strain 
Bacteria; Proteob 


stercorarium subs 


Clostridiaceae; C 


663146 Bacteria_16S 
n LMG S-19263 16S ribosomal RNA, parti 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


663146 Bacteria_16S 


strain K265 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 


2236439 2236478 4 
teria; Proteobacteria; 


2237948 2237987 4 


cteria; Firmicutes; 
2264000 2264039 4 


n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
663146 Bacteria_16S 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
663146 Bacteria_16S 
p- 


2303355 2303394 4 


2326196 2326235 4 


lostridium. 
2329122 2329161 4 


leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 


ococcineae; Microbacteriac 

43 gi| 219857575 |ref|NR_025163.1 
quence 2235498 223697 
Deltaproteobacteria; Desulfovibrionales; 
43 gi|219857574|ref|NR_025162.1 
quence 2237029 223848 

Clostridia; Clostridiales; Clostridiaceae; T 
43 gi| 219857557 |ref|NR_025145.1 

ence 2263050 2264581 Alcani 

irillales; Alcanivoracacea 

43 gi|219857528|ref|NR_025116.1 

ence 2302404 2303932 Marino 

nadales; Alteromonadaceae; 

43 gi|219857512|ref|NR_025100.1 
ribosomal RNA, partial seq 


nomyceta 


19752 


19783 


sequenc 
cteridae; 


316 
oba 


347 
eae 


Veil 


870 
Alcanivor 


ce 21370 
Alter 


Rhodo 


ref|NR_025368.1 
1948071 194955 
les; 
ref |NR_025355.1 
nus. 
ref |NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref |NR_025347.1 
e 1979903 198138 
; Actinomycetale 
ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025310.1 
53 2036233 Rothia 
; Micrococcaceae 
ref |NR_025298.1 
2048758 205026 
lonellaceae; Ana 
ref|NR_025271.1 


acac 
ref 


eae; 
NR_025260.1 


acea 
ref 


e; Alteromon 
NR_026099.2 


ref |NR_025232.1 
73 2138564 Microb 

omonadaceae; 
NR_025217.1 
159648 216110 
spirillales; Ace 


ref 


ND 


ref |NR_025168.1 


Micrococcin 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Alicyclobacillus 
lobacillus hesperidum 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Alcanivorax jadensis 


’ 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 
ostridium. 


Microbulbifer 
ulbifer salipaludis 
Microbulbifer. 
Swaminathania 
2 Swaminathania 
tobacteraceae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Desulfonatronum 

8 Desulfonatronum 
Desulfonatronumaceae; 


Tindallia 

3 Tindallia 
indallia. 
Alcanivorax 
vorax venustensis 
e; Alcanivorax. 
Marinobacter 
bacter lutaoensis 
Marinobacter. 
Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


43 


gi 


ria; Actinobacteria; Actinobacteridae; 


; Microbacterium. 


2360912 2360951 4 
ibosomal RNA, partial 


2397289 2397328 4 


43 
sequence 


43 


gi 


219857510 
al sequenc 
Actinomyc 


219857487 


2360002 23614 


gi 


oc 
219857462 


gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 


gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. 


Anaerobranca. 


occineae 


ref |NR_025098.1 
e 2328328 232964 
etales; Micrococ 
ref|NR_025075.1 


; Microbacteriac 


Microbacterium 
4 Microbacterium 
cineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 


ref|NR_025050.1 
2396386 239781 


Anaerobranca 
8 Anaerobranca 
Incertae Sedis; 


663146 Bacteria_16S 
viterbiensis stra 
viterbiensis Bact 
663146 Bacteria_16S 
inopinatus strain 
inopinatus Bacter 


Desulfovibrio. 


663146 Bacteria_16S 


kellyi strain BII 
Bacteria; 


strain KCTC 3666 
Firmicutes; Bacil 


663146 Bacteria_16S 
peptonophila stra 
peptonophila Bact 
663146 Bacteria_16S 
dichotomicum stra 
dichotomicum Bact 
663146 Bacteria_16S 


strain T1-X7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


663146 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


663146 Bacteria_16S 


strain DSM 12769 
Proteobacteria; 


berrensis strain 
Bacteria; Firmicu 


663146 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


663146 Bacteria_16S 


hyointestinalis s 


Campylobacterales 


663146 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


663146 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


663146 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


663146 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


663146 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 


strain SMCC W459 
Firmicutes; Clost 


663146 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


663146 Bacteria_16S 


straminisolvens s 
straminisolvens B 


663146 Bacteria_16S 


pomorum strain 3A 


Proteob 
663146 Bacteria_16S 


G 
663146 Bacteria_16S 


Campylobacter hyointestinalis subsp. 


2406434 2406473 4 43 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2415753 2415792 4 43 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


1 


a; 


2424991 2425030 4 43 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2450627 2450666 4 43 gi 


lales; Thermoactinomycetaceae; Laceyel 
2452178 2452217 4 43 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2453701 2453740 4 43 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2492829 2492868 4 43 gi 
ribosomal RNA, partial sequence 


1 


1 


2494316 2494355 4 43 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2504861 2504900 4 43 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2506416 2506455 4 43 gi 


e; 


ammaproteobacteria; Chromatiales; Ecto 
2507935 2507974 4 43 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2515517 2515556 4 43 gi 


ridiales; Clostridiaceae; Caloramator. 
2526111 2526134 17 40 gi 


ubsp. lawsonii strain CHY5 16S ribosomal 


; Campylobacteraceae; Campylobacter. 


2527603 2527642 4 43 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2560564 2560595 4 35 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2565128 2565167 4 43 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2566707 2566746 4 43 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2577494 2577533 4 43 gi 


ne 
oc 


ae 


ia 
ga 


al 


oc 


2578923 2578962 4 43 gi 
oc 


2599022 2599061 4 43 gi 
ridia; Clostridiales; 
2641987 2642026 4 


Peptococcaceae; 
43 gi 


De 


eltaproteobacteria; Desulfobacterales; 
2682729 2682768 4 43 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
2723115 2723154 4 43 gi 
16S ribosomal RNA, partial sequence 


D 


se 
ri 


ia 


al 


$1 


ti 


oc 


sp 
219857373 
16S ribosomal RNA, partial sequence 2505486 25069 
thiorhodos 
219857372 
ce 
idiaceae; 
219857367 
somal RNA, partial sequence 2514611 2516064 Calor 


id 


219857456 
sequence 
Clo 

219857450 
ue 


les; 


nce 


219857442 


24240 
es; 


nce 


219857379 


25039 
iraceae; 


25070 


219857360 
RNA, pa 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


219857359 


e 25266 
caceae; 


219857337 
2559665 25611 


’ 


Aminob 


219857291 


1 sequen 
diales; 


219857290 


sequenc 


occineae 


219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 


occineae 


219857269 
16S ribosomal RNA, partial sequence 2598095 25994 


esulfoba 


219857201 


quence 
diales; 


219857173 


Desulfo 


Halo 
219857419 
16S ribosomal RNA, partial sequence 2449732 24511 
la. 
219857418 
sequence 
nomyceta 
219857417 
sequence 
nomyceta 
219857388 
2491905 24933 
occineae 
219857387 
ue 
Actinomycet 


iales; V 
219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 


ref|NR_025044.1 
2405537 240701 
stridiaceae; Cal 
ref|NR_025038.1 
2414827 241631 
vibrionales; Des 


ref |NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_025007.1 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref|NR_025005.1 

2452794 245426 
ceae; Thermofla 
ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024975.1 
2493400 249486 
ales; Microc 


ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref|NR_024961.1 


piraceae; Alkali 
ref |NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024955.1 
amator coolhaasi 


ref 
rtia 


NR_024948.1 
1 sequence 


ref|NR_024947.1 
73 2528174 Desulf 
Desulfotomaculu 
ref|NR_024925.1 


acterium. 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref |NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref |NR_024900.1 


um. 
ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024829.1 

2681812 268325 
Clostridiaceae; 


Vv 


Caloramator 
6 Caloramator 
oramator. 
Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Laceyella putida 


92 Laceyella putida Bacteria; 


Seinonella 
3 Seinonella 
Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 
Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Sporobacterium 
acterium olearium 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Thermohalobacter 

halobacter berrensis 
Caloramator coolhaasii 

i Bacteria; Firmicutes; 


Campylobacter 
2525204 2526622 


Desulfotomaculum 
otomaculum alkaliphilum 


m. 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
sulfotomacul 
219857230 
6S ribosomal RNA, partial sequence 2641027 26425 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Clostridium 

8 Clostridium 

Clostridium. 


ref|NR_024801.1 


Alicyclobacillus 


2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


663146 Bacteria_16S 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequ 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobac 
663146 Bacteria_16S 
strain MKT 106 16S ribosomal RNA, partial sequence 
Proteobacteria; 
663146 Bacteria_16S 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; 
663146 Bacteria_16S 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partia 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicycl 
663146 Bacteria_16S 
herbarius strain 


Bacteria; 


Frankineae; 


663146 Bacteria_16S 
strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 
subterraneus strain HGP1 16S ribosomal RNA, partial seque 
subterraneus Bacteria; Aquificae; Aquificales; Aquificace 
663146 Bacteria_16S 
strain ATCC 700697 16S ribosomal RNA, partial sequence 
Clostridiales Fami 


Firmicutes; 


663146 Bacteria_16S 
strain DSM 3050 1 
Proteobacteria; 
663146 Bacteria_16S 
strain CM-10 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
663146 Bacteria_16S 
strain CM-01 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
663146 Bacteria_16S 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial 
tolaasinivorans Bacteria; Actinobacteria; Actinobacterida 
Microbacteriaceae; 
663146 Bacteria_16S 
glycogenica strain Lg2 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micropruina. 


663146 Bacteria_16S 
strain IAM 14848 


saperdae Bacteria; 
Microbacterium. 
663146 Bacteria_16S 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequ 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Acti 
Microbacterium. 
663146 Bacteria_16S 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 


Clostridia; 


2729294 2729333 4 43 gi 


2741161 2741200 4 43 gi 


2784588 2784627 4 43 gi 


Okibacterium. 
2786160 2786199 4 43 gi 


2787740 2787779 4 43 gi 
CP-1 16S ribosomal 


2795108 2795147 4 43 gi 


2814676 2814715 4 43 gi 


2823762 2823805 1 44 gi 


2846603 2846642 4 43 gi 


Clostridiales; 
2863646 2863685 4 43 gi. 


2895958 2895997 4 43 gi 
ribosomal RNA, partial sequence 


2897452 2897491 4 43 gi 


Mycetocola. 
2898941 2898980 4 43 gi 


2900455 2900494 4 43 gi 


2901990 2902029 4 43 gi 


2903527 2903566 4 43 gi 


2956599 2956638 4 43 gi 


2958057 2958096 4 43 gi 


2959518 2959557 4 43 gi 


2996156 2996199 1 44 gi 


219857168 


219857160 
2740223 2741676 Agarivorans albus Bacteria; 
Gammaproteobacteria; Alteromonadales; Alt 
219857127 


219857126 


219857125 
RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 
663146 Bacteria_16S 
transvaalensis strain SAGM1 16S ribosomal RNA, partial se 
transvaalensis Bacteria; 
663146 Bacteria_16S 
minutisporangium 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Cryptosporangiaceae; Cryptosporangium. 


Al 
219857120 


219857107 
2813767 2815209 Tetrasphaera 
oc 
219856908 


219856893 


219856882 
6S ribosomal RNA, partial sequence 2862729 28642 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
2894463 2894502 4 43 gi|219856860|ref|NR_024679.1 
ribosomal RNA, partial sequence 2893553 28949 


Microc 
219856859 

2895048 28964 
Microc 
219856858 


219856857 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 
strain IAM 14851 


oc 
219856855 
16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 
strain IFO 15616 


oc 
219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
663146 Bacteria_16S 
ketosireducens strain IFO 14548 16S ribosomal RNA, partia 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae 
Microbacteriaceae; Microbacterium. 
663146 Bacteria_16S 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequ 
Actinobacteria; Actinobacteridae; Acti 


oc 
219856819 


219856818 


219856817 


ref|NR_024796.1 
2728379 272981 
Alicyclobacill 
NR_024788.1 


ence 
illaceae; 
ref 


eromonadaceae; Agarivora 
ref|NR_024755.1 
Actinomycetales; Microco 
ref|NR_024754.1 
1 sequence 2785219 278673 
obacillaceae; Alicycloba 
ref|NR_024753.1 

2786786 2788314 Alicyc 
icyclobacillus. 
ref |NR_024748.1 


quence 2794179 279557 


ref|NR_024735.1 
occineae; Intrasporangia 
ref |NR_024729.1 
2822817 282431 
Hydrogenobacter. 
ref|NR_024712.1 

2845666 2847142 Mogiba 
ly XIII. Incertae Sedis; 
ref|NR_024701.1 


nce 
ae; 


Microbacteriac 
NR_024678.1 


occineae; 
ref 


occineae; Microbacteriac 
ref|NR_024677.1 
equence 2896542 289798 
e; Actinomycetales; Micr 


ref |NR_024676.1 
e 2898036 2899473 Microp 
es; Propionibacterineae; 
ref|NR_024675.1 


Microbacteriac 
NR_024674.1 


occineae; 
ref 


Microbacteriac 
NR_024673.1 


occineae; 
ref 


occineae; Microbacteriac 
ref |NR_024638.1 
1 sequence 2955705 295711 
; Actinomycetales; Micro 


ref |NR_024637.1 
ence 2957165 295857 
nomycetales; Micrococcin 


ref |NR_024636.1 
ence 2958622 296006 
nomycetales; Micrococcin 


219846926 


Alicyclobacillus 
6 Alicyclobacillus 
us. 

Agarivorans albus 


ns. 
Okibacterium 

8 Okibacterium 

ccineae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Alkaliphilus 
1 Alkaliphilus 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 
2798049 2798088 4 43 gi|219857118|ref|NR_024746.1| Cryptosporangium 
strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Hydrogenobacter 
3 Hydrogenobacter 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Micropruina 
ruina glycogenica 


Nocardioidaceae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Microbacterium 

4 Microbacterium 

coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


ref |NR_026518.1 
2995219 299673 


hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 


Hydrogenobacter 
2 Hydrogenobacter 


663146 Bacteria_16S 
strain 801 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
663146 Bacteria_16S 


3006897 3006936 4 


3012865 3012904 4 


43 gi|219846919 


3005987 30074 
43 


gi|219846915 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 


663146 Bacteria_16S 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequ 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 


Rarobacteraceae; 


663146 Bacteria_16S 


Marmoricola. 
3044743 3044782 4 


Rarobacter. 
3046275 3046314 4 


hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 


hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 


Intrasporangiacea 


663146 Bacteria_16S 
rain ThAcOl 16S ribosomal RNA, partial 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


663146 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


663146 Bacteria_16S 
train DSM 8609 16S ribosomal RNA, part 


esteraromaticum s 


esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacteriaceae; Microbacterium. 

663146 Bacteria_16S 3073409 3073448 4 43 gi| 219846873 |ref|NR_026465.1 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 30738 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

663146 Bacteria_16S 3088523 3088562 4 43 gi| 219846863 |ref|NR_026455.1 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 308909 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

663146 Bacteria_16S 3092946 3092985 4 43 gi|219846860|ref|NR_026452.1 
strain TA68 16S ribosomal RNA, partial sequence 3092041 30935 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
663146 Bacteria_16S 3094465 3094504 4 43 gi|219846859|ref|NR_026451.1 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 30950 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
663146 Bacteria_16S 3101972 3102011 4 43 gi|219846854|ref|NR_026446.1 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 31025 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

663146 Bacteria_16S 3112447 3112486 4 43 gi| 219846847 |ref|NR_026439.1 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
663146 Bacteria_16S 3115522 3115561 4 43 gi| 219846845 |ref|NR_026437.1 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 311608 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

663146 Bacteria_16S 3151610 3151649 4 43 gi|219846821|ref|NR_026413.1 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 315218 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; D 
Desulfovibrio. 

663146 Bacteria_16S 3153146 3153185 4 43 gi|219846820|ref|NR_026412.1 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 31537 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
663146 Bacteria_16S 3154708 3154747 4 43 gi|219846819|ref|NR_026411.1 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulf 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinu 
663146 Bacteria_16S 3156296 3156335 4 43 gi|219846818|ref|NR_026410.1 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 3155325 315690 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcac 
663146 Bacteria_16S 3226060 3226099 4 43 gi|219846770|ref|NR_026362.1 


strain DSM 11140 


e; Ornithinicoccus. 
3050818 3050857 4 
cteria; Proteobacteria; 


3052358 3052397 4 
S ribosomal RNA, 


3058520 3058559 4 
ria; 


Proteobacteria; 


3068899 3068938 4 


3232093 3232132 4 


Actinomycetales; Propioni 

43 gi| 219846892 |ref|NR_026484.1 
ence 3043846 304530 
Actinomycetales; Microco 

43 gi| 219846891 |ref|NR_026483.1 
3045360 304685 

inomycetales; Micrococci 

43 gi|219846888|ref|NR_026480.1 
sequence 3049889 305136 
Deltaproteobacteria; Desulfovibrionales; 
43 gi| 219846887 |ref|NR_026479.1 


complete sequence 3051418 30529 
eltaproteobacteria; Desulfuromonadales; 
663146 Bacteria_16S 
n DSM 2873 16S ribosomal RNA, partial 


Pelobacteraceae; 
43 gi| 219846883 |ref|NR_026475.1 
sequence 3057592 305905 
Gammaproteobacteria; Aeromonadales; Succini 
43 gi|219846876|ref|NR_026468.1 
ial sequence 3067998 306946 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
663146 Bacteria_16S 


occineae 


43 219846766 


gi 


ref|NR_026511.1 
Microbacteriac 
ref|NR_026507.1 

3011945 301344 


; Intrasporangia 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 
occineae; 


eae; Frigoribacterium. 
Marmoricola 

1 Marmoricola 

bacterineae; 


Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionaceae; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Microbacterium 
0 Microbacterium 


ococcineae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Natronincola 
0 Natronincola 
Natronincola. 
Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Microbacterium 

0 Microbacterium 

neae; Microbacteriaceae; 


Desulfovibrio 
4 Desulfovibrio 


esulfovibrionaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Desulfosporosinus 
osporosinus orientis 
Ss. 

Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 


ref |NR_026358.1 


Peptoniphilus harei 


strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Incertae Sedis; Peptoniphilus. 


663146 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


663146 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


663146 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


663146 Bacteria_16S 


strain 1A-C 16S r 


3235175 3235214 4 43 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3241269 3241308 4 43 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3247370 3247409 4 43 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3310996 3311035 4 43 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


663146 Bacteria_16S 
6S ribosomal RNA, partial sequence 3351066 33525 


strain DSM 9580 1 


3323101 3323140 4 43 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 


ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 
3351977 3352016 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


663146 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


663146 Bacteria_16S 


strain DSM 2062 1 


3365939 3365978 4 43 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3379526 3379565 4 43 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


3394584 3394623 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


strain DSM 43852 


3397598 3397637 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


663146 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


663146 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


663146 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


663146 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


663146 Bacteria_16S 


strain DSM 20032 


3415862 3415901 4 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3417343 3417382 4 43 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3445305 3445344 4 43 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3446828 3446867 4 43 gi 


ridia; Clostridiales; Clostridiaceae; 
3451509 3451556 20 67 gi 


motogales; Thermotogaceae; 
3454590 3454629 4 


Thermotoga. 
43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


strain DSM 3133 1 


3488041 3488080 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


663146 Bacteria_16S 


strain DSM 20425 


3489591 3489630 4 43 gi 
eltaproteobacteria; Desulfuromonadales 
3503010 3503049 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


strain DSM 43045 


3504537 3504576 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


strain DSM 20145 


3506065 3506104 4 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


663146 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


663146 Bacteria_16S 


3507582 3507621 4 43 gi 
DSM 20166 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 


3509103 3509142 4 43 gi 


219846764 
ence 32342 
phomonadac 
219846760 


3240430 32418 


Thermobrac 
219846756 
1 sequence 
iales; Pep 
219846713 


3310081 33114 


oc 
219846704 
al sequenc 
erobactera 


219846683 


ococcineae 
219846673 
tial seque 
ridiales; 

219846663 
equence 

a; Desulfo 


219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


ococcineae 
219846647 


16S ribosomal RNA, partial sequence 3396701 33981 
occineae; 


oc 
219846634 
34149 
ales; Micr 
219846633 
tial seque 
ae; Actino 


v 


219846613 
ence 34443 
nellaceae; 
219846612 


6S ribosomal RNA, partial sequence 3445905 34473 


Clostridiu 
219846609 


6S ribosomal RNA, partial sequence 3450571 34520 


219846607 


16S ribosomal RNA, partial sequence 3453662 34551 


ococcineae 
219846584 


6S ribosomal RNA, partial sequence 3487117 34886 


ococcineae 
219846583 


6S ribosomal RNA, partial sequence 3488653 34901 


; Desulfur 
219846574 


16S ribosomal RNA, partial sequence 3502100 35035 


ococcineae 
219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


ococcineae 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
occineae; 


oc 
219846571 

equence 

ctinomycet 


219846570 


liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 


ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref|NR_026352.1 


hium. 
ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026305.1 


; Bogoriellaceae 
ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref|NR_026275.1 


> Mi 
ref 
nce 


crobacteriac 
NR_026265.1 

336503 
Clostridiaceae; 
ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref|NR_026241.1 


, Br 
ref 


evibacteriac 
NR_026239.1 


; Cellulomonadac 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref 
nce 
myce 


NR_026225.1 

341641 
tales; Actin 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref |NR_026204.1 


m. 


ref|NR_026201.1 


ref|NR_026199.1 


7 Mi 
ref 


crococcaceae 
NR_026176.1 
; Cellulomonadac 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026166.1 
, Br 
ref 


evibacteriac 
NR_026165.1 
> Mi 
ref 


crobacteriac 
NR_026164.1 


3; Microbacteriac 
ref|NR_026163.1 
3506673 350814 
ales; Micrococci 


, 


ref |NR_026162.1 
3508192 350966 


Thermosyntropha 
syntropha lipolytica 
opha. 

Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 

Georgenia muralis 


97 Georgenia muralis Bacteria; 
occineae; 


; Georgenia. 
Thermoanaerobacterium 

2 Thermoanaerobacterium 

obacterales Family III. 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Caloramator 

4 3366453 Caloramator 

Caloramator. 
Desulfovibrio 

8 Desulfovibrio 

ulfovibrionaceae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Cellulomonas humilata 

omonas humilata 

ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Succiniclasticum 
iclasticum ruminis 
m. 

Clostridium viride 


86 Clostridium viride Bacteria; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Desulfuromusa bakii 
bakii Bacteria; 

ulfuromusa. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 


liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; Microbacterium. 

663146 Bacteria_16S 3510625 3510664 4 
imperiale strain DSM 2053 
imperiale Bacteria; 
Microbacterium. 
663146 Bacteria_16S 3512147 3512186 4 
lacticum strain DSM 20427 
lacticum Bacteria; 
Microbacterium. 
663146 Bacteria_16S 
strain DSM 7485 1 


3513673 3513712 4 


663146 Bacteria_16S 
strain DSM 7486 1 


3515197 3515236 4 


663146 Bacteria_16S 
strain DSM 20542 


3516715 3516754 4 


663146 Bacteria_16S 
strain DSM 20528 


3518237 3518276 4 


663146 Bacteria_16S 3552016 3552055 4 
strain IndiB4 16S 
Firmicutes; Clostridia; Clostridiales; 
663146 Bacteria_16S 3582254 3582293 4 


stercorarium subsp. 


Clostridiaceae; Clostridium. 

663146 Bacteria_16S 3630912 3630951 4 
strain Dfr2 16S ribosomal RNA, partial 
Proteobacteria; 
663146 Bacteria_16S 3632437 3632476 4 
strain Dfrl 16S ribosomal RNA, partial 
Proteobacteria; 


663146 Bacteria_16S 3693343 3693382 4 


hansonii strain AM6 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; 


Bacteria; 


663146 Bacteria_16S 3762015 3762054 4 


43 


0 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycet 


43 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


43 


6S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


43 


6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


43 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


43 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


43 


ribosomal RNA, partial sequence 
Clostridiaceae; 


43 


thermolacticum strain TX41 16S ribosomal RNA, 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Deltaproteobacteria; Desulfuromonadales; 


Deltaproteobacteria; Desulfuromonadales; 


43 gi| 219846485 
sequence 3629961 36314 
Geobacte 

43 gi|219846484 
sequence 3631486 36329 
Geobacte 

43 gi|219846442 

36924 


43 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; 


663146 Bacteria_16S 3764959 3764998 4 


thermocisternum strain ST90 16S ribosomal RNA, partial 


thermocisternum Bacteria; Firmicutes; 
663146 Bacteria_16S 3766471 3766510 4 
acrylicus strain 
Bacteria; 


663146 Bacteria_16S 3769343 3769382 4 


michiganensis subspecies tessellarius strain 78181 16S 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; 


Actinomycetales; 
663146 Bacteria_16S 
palmitatis strain 
Bacteria; 
663146 Bacteria_16S 
helveticus strain 
Bacteria; 
663146 Bacteria_16S 
hominis strain 65 
Bacteria; 
663146 Bacteria_16S 


3773880 3773919 4 


3828602 3828641 4 


3851124 3851163 4 


cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial seque 
Firmicutes; 


cellulosolvens ATCC 35603 Bacteria; 
Ruminococcaceae. 


663146 Bacteria_16S 3852633 3852672 4 


cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 
Clostridiales; 


cellulolyticus Bacteria; Firmicutes; 
663146 Bacteria_16S 3880129 3880168 4 
strain RT4. Bl 16S ribosomal RNA, 
Firmicutes; Clostridia; Clostridiales; 
663146 Bacteria_16S 3886389 3886428 4 


Clostridia; 


Deltaproteobacteria; Desulfuromonadales; 


Geobacte 
43 gi| 219846388 
sequence 
Clostridia; Clostridiales; 
43 gi| 219846387 


W218 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


43 


43 


SDBY1 16S ribosomal RNA, partial sequence 37729 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
3808600 3808623 17 
D5248 16S ribosomal RNA, partial sequence 38076 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


40 


43 


73 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


43 


43 


43 


complete sequence 3879197 38807 
Clostridiaceae; 


43 


Desulfovibrionales 


Clostridia; 


gi| 219846569 


gi|219846568 


gi|219846567 


gi| 219846566 


gi|219846565 


gi|219846564 


gi|219846542 
3551089 35526 
Caloramato 


gi|219846521 


M 
gi| 219846391 
3761076 37625 


37655 


219846385 
ribosomal 


gi 


Clavibacter. 
gi|219846382 


gi|219846357 


219846344 
38276 


gi 


gi|219846328 
Clost 
gi|219846327 


R 


gi| 219846309 


Caloramato 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 


; Microbacteriac 
ref|NR_026156.1 


; Microbacteriac 
ref |NR_026134.1 


r. 
ref|NR_026113.1 
partial sequenc 


ref |NR_026077.1 
raceae; Geobacte 
ref|NR_026076.1 


raceae; Geobacte 
ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_025982.1 


raceae; Geobacte 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025976.1 
RNA, partial seq 


ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref |NR_025918.1 
nce 385021 
ridiales; Rumino 


ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref|NR_025899.1 


r. 


gi|219846305 


metallireducens strain GS-15 16S ribosomal RNA, partial sequence 


ref|NR_025895.1 
3885428 388697 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Clostridium 
e 3581316 3582832 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


Ty 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


Dis 
Methylosphaera 

osphaera hansonii 
Methylosphaera. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 
Desulfotomaculum 

6 Desulfotomaculum 

Desulfotomaculum. 
Desulfovibrio 

ovibrio acrylicus 

aceae; Desulfovibrio. 
Clavibacter 

uence 3768438 3769927 


Desulfuromonas 

uromonas palmitatis 

aceae; Desulfuromonas. 
Campylobacter 

obacter helveticus 

aceae; Campylobacter. 
Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 
Bacteroides 

8 3851681 Bacteroides 

coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Geobacter 
3 Geobacter 


metallireducens Bacteria; Proteobacteria; 
Geobacter. 
663146 Bacteria_16S 3903219 3903258 4 43 gi| 219846293 


strain IFO 15965 


Actinobacteria; Actinobacteridae; Actinomycetales; Franki 
663146 Bacteria_16S 4000007 4000046 4 43 gi| 219846225 
strain 25-4 16S ribosomal RNA, partial sequence 


663146 Bacteria_16S 
strain CM2104 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
663146 Bacteria_16S 
strain SW-154 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Kangiella. 

663146 Bacteria_16S 
daepoensis strain SW-156 16S ribosomal RNA, partial seque 


daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

663146 Bacteria_16S 4024136 4024175 4 43 gi| 219846207 |ref|NR_025797.1 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 40246 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
663146 Bacteria_16S 4031782 4031821 4 43 gi| 219846202 |ref|NR_025792.1 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal omycineae; Glyco 
663146 Bacteria_16S 4034886 4034925 4 43 gi|219846200|ref|NR_025790.1 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 403395 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Glycomycetaceae; Glycomyces. 

663146 Bacteria_16S 4048490 4048529 4 43 gi|219846188|ref|NR_025778.1 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequen 66 4049023 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Al obacillus. 

663146 Bacteria_16S 4054364 4054403 4 43 gi|219846184|ref|NR_025774.1 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 40 29 Serinicoccus 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc eae; Intrasporangia 
663146 Bacteria_16S 4057353 4057392 4 43 gi| 219846182 |ref|NR_025772.1 
maritimus strain TF-17 16S ribosomal RNA, partial sequenc 29 4057918 Microb 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromona Alteromonadaceae; 
663146 Bacteria_16S 4086297 4086336 4 43 gi|219846162|ref|NR_025752.1 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadacea ntrophomonas. 
663146 Bacteria_16S 4113332 4113371 4 43 gi| 219846142 |ref|NR_025732.1 
permense strain VKM Ac-2280 16S ribosomal RNA, partial se 4112427 411388 
permense Bacteria; Actinobacteria; Actinobacteridae; Acti etales; Micrococcin 
Brevibacterium. 

663146 Bacteria_16S 4120885 4120924 4 43 gi|219846137|ref|NR_025727.1 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41 

Actinobacteria; Actinobacteridae; Actinomycetales; Microc eae; Brevibacteriac 
663146 Bacteria_16S 4125503 4125542 4 43 gi|219846133|ref|NR_025723.1 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Microc eae; Kocuria. 
663146 Bacteria_16S 4136111 4136150 4 43 gi| 219846123 |ref|NR_025713.1 
velocicrescens strain MQ-4 16S ribosomal RNA, partial seq 4135174 413668 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomop es; Spiroplasmat 
663146 Bacteria_16S 4137677 4137716 4 43 gi|219846122|ref|NR_025712.1 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 41 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata Spiroplasma. 
663146 Bacteria_16S 4140809 4140848 4 43 gi|219846120|ref|NR_025710.1 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial seq 4139871 414138 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplas Spiroplasmatace 
663146 Bacteria_16S 4142373 4142412 4 43 gi|219846119|ref|NR_025709.1 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 41 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata iroplasma. 
663146 Bacteria_16S 4143939 4143978 4 43 gi|219846118|ref|NR_025708.1 


strain TN-1 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3902319 39037 
Cr 


3999120 40005 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 
4012032 4012071 4 43 gi|219846215 
4011119 40125 
occineae; In 
4018022 4018061 4 43 gi|219846211 
4017086 40185 


thomonad 


4019561 4019600 4 43 gi| 219846210 


4143001 41 


ref 


ref 


ref 


ref 


ref 


ypto 


acea 


4018632 402012 


NR_025883.1 


NR_025815.1 


NR_025805.1 


NR_025801.1 


NR_025800.1 


Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
sporangiacea 


e; Cryptosporangium. 
Silanimonas lenta 


01 Silanimonas lenta Bacteria; 
e; Silanimon 


as. 
Janibacter melonis 


97 Janibacter melonis Bacteria; 
trasporangia 


ceae; Janibacter. 
Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Glycomycineae; 


Alicyclobacillus 
lobacillus vulcanalis 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Microbulbifer 

ulbifer maritimus 

Microbulbifer. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Kocuria marina strain 
ia; Actinobacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata Spiroplasma. 

663146 Bacteria_16S 4145506 4145545 4 43 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial seq 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomopl s; Spiroplasmataceae; Spiroplasma. 
663146 Bacteria_16S 4150201 4150240 4 43 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


663146 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


663146 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


663146 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


663146 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


663146 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


663146 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


663146 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


663146 Bacteria_16S 


nitratireducens s 
nitratireducens B 


663146 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


663146 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


663146 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


663146 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


663146 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


663146 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


663146 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


663146 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
663146 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


663146 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


663146 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


canadensis strain 
canadensis Bacter 
Helicobacter. 


663146 Bacteria_16S 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


ibosoma 
icutes; 


riboso 
icutes; 


ribosomal RNA, 
icutes; 


ibosoma 
icutes; 


bosomal 
icutes; 


in PLHS 
eria; T 


6S ribo 
ammapro 


train M 
acteria 


’ 


n SC 56 
ria; Fi 


16S ri 
idetes; 


bosomal 


ria; 


ptococcaceae; 


eria; 


bacillales; 


ribosomal RNA, 
Deinococci; 


cteria; 


4151757 4151796 4 
1 RNA, partial sequence 
Entomoplasmatales; 
4153185 4153224 4 

mal RNA, partial sequence 
Entomoplasmatales; 
4154750 4154789 4 


Entomoplasmatales; 
4156316 4156355 4 
1 RNA, partial sequence 
Entomoplasmatales; 
4159447 4159486 4 
RNA, partial sequence 
Entomoplasmatales; 
4161013 4161052 4 


4173182 4173221 4 
et 79 16S ribosomal RNA, partia 
Firmicutes; 
4183894 4183933 4 


rmicutes; 
4193064 4193103 4 


Bacteroidia; 
4196064 4196103 4 
n JC2044 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacter 
4230846 4230885 4 
ubsp. thermosyntrophicum strain TPO 16 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Desulfotomaculum. 
276212 276238 17 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
417725 417751 17 
in DV1184 16S ribosomal RNA, partial s 
Firmicutes; 
514346 514372 17 
bosomal RNA, partial sequence 
Lactobacillaceae; 
529644 529686 4 


1128358 1128384 17 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


1268938 1268960 21 
rain TT4B 16S ribosomal RNA, partial s 
Proteobacteria; 


43 gi 


43 gi 


43 
partial sequence 


gi 
43 gi 


43 gi 


43 gi 


-1 16S ribosomal RNA, partial s 
enericutes; Mollicutes; 
4170081 4170120 4 


43 gi 


43 gi 


Clostridia; 


43 gi 


2 16S ribosomal RNA, partial se 
Clostridi 


Clostridia; 
43 gi 
RNA, partial sequence 
Bacteroidales; 


43 gi 


43 gi 


43 gi 


43 gi 
Clostridia; 
43 gi 


Lactobac 
46 gi 
partial sequence 
Deinococcales; 


43 


Deinoco 
gi 


43 gi 


Deltaproteobac 


4150819 41 
Spiroplasma 


4152247 41 
Spiroplasma 


4153813 41 
Spiroplasma 


4155378 41 
Spiroplasma 


4158509 41 
Spiroplasma 


Entomop 


Clost 


Ba 


Clostrid 


663146 Bacteria_16S 
strain HN3-7 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


2292942 2292968 17 


2332175 233220117 


2563637 2563663 17 


3020391 3020433 4 


Deinococci; Thermales; 


43 gi 


5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
663146 Bacteria_16S 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


43 gi 


43 gi 


46 gi 


Thermaceae; 


219846113 
5 
taceae; 
219846112 
537 
taceae; 
219846111 
553 
taceae; 


219846 


110 

568 
taceae; 
219846108 


600 


taceae; 
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3021913 3021955 4 46 gi|219846909|ref|NR_026501.1| Thermus igniterrae 

ibosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 

3168414 3168456 4 46 gi|219846809|ref|NR_026401.1| Deinococcus 
n DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
ria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

3697794 3697820 17 43 gi|219846438|ref|NR_026029.1| Helicobacter trogontum 
6S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter trogontum Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3772423 3772445 21 43 gi|219846383|ref|NR_025974.1| Geobacter 
train H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 

3802548 3802574 17 43 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
ibosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3819408 3819434 17 43 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
bosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3822470 3822496 17 43 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
bosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
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us; Deinococci; Thermales; Thermaceae; Thermus. 
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ibosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
us; Deinococci; Thermales; Thermaceae; Thermus. 
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GGGAGGCAGCAGTGAGGAATATTGGACAATGGACGGAAGTCTGATCCAGCCATGCCGCGTGTAGGAAGANTGCCCTATGGGTTGTAAACTACTTTTATACAGGAA 
GAATAAGATCTACGTGTAGATTGATGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCAAGCGTTATCCGGAA 
TTATTGGGTTTAAAGGGTCCGTAGGCGGGCTGTTAAGTCAGAGGTGAAATNCTGCGGCTNAACCGTATGCACTGCCTTTGATACTGGCGGTCTTGAGTTATAGTG 
AAGTGGCTAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCGATTGCGAAGGCAGCCCACTAACTATACACTGACGCTCATGGACGAAAG 
CGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTCGGTTTTCGGACTGAGCGGCCAAGCGAAAGTGATAAGTAT 
CCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTT 
ACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAGACTTTTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGT 
TAAGTCCTATAACGAGCGCAACCCCTGTCCTTACTTGCCAGCATGTTATGATGGGGACTCTAACCAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGT 
CAAATCATCACGGCCCTTACGTCATGGGCCACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCATCTGGCAACAGAGAGCGAATCTATTAAACCCGGTCACA 
GTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCAGTCACCGTAAGGAGCGGCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
AATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGAAACGACAAGAACAAACTCTTCGGAGGGCGATCTTGGGCGTCGAGTGGCGGACGGGTGAGTAA 
CGCGTGGGAATCTACCCTTTAGTTGGGGACAACATATGGAAACGTATGCTAATACCGAATATGCTCTACGGAGTAAAGGTGGCCTCTACTTGTAAGCTATCGCTA 
AAGGATGAGCCCGCGTTAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGAGGGAAACCTTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAG 
CACTTTCAATTGTGAGGAAAGGTTAGTCGCTAATATCGGCTAGCTGTGACGTTAACTTTAGAAGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAG 
AGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACTGTTAAGTCGGTTGTGAAAGCCCTGGGCTCAACCTAGGAATTGCATCCGATAC 
TGGCAATCTAGAGTTTAGGAGAGGGAAGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGATATCAGGAGGAACATCAGTGGCGAAGGCGACTTCCTGGCCTAAA 
ACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCAACTAGCTGTTGGCCTTATTAAAAAGGTTA 
GTAGCGTAGCTAACGCGCTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCTGCGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACGCAGTGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCTACCATTTAGTTGAGAACTCTAAAGAGACTGCCGGTGAT 
AAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTATGGGATGGGCTACACACGTGCTACAATGGGGGGTACAAAGAGCAGCTAGCTGGCGACAGT 
GCGCGAATCTCATAAAACCTCTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTCACCACTTTGTGATTCATGA 
CTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACAC 
ATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTAGGCTTTGGGATAACCCTCGGAAACGGGGG 
CTAATACCGAATATGACTACTGATCGCATGGTTGGTGGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCA 
AGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGC 
CGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAA 
AACCCGCAGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATNAGGAG 
GAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACG 
TTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCGCAGAGATGTGAGGTC 
CTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGC 
GTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACA 
ATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAA 
CCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNTAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGTACGCAGTTTCTTCATCGAGTGCTTGCACTCA 
CCGAAGAAACTGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCAAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAACAACAAAAAC 
CGCCTGGTTTTTGTTTAAAAGATGGTTTCGGCTATCACTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAGTGATACGTA 
GCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGA 
GCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACGTGTGTGAGAGTAACTGTTCATGCAGTGACGGTATCTAACCAGAA 
AGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAACGCAGGCGGTCTTTTAAGTCTGAT 
GTGAAAGCCTTCGGCTTAACCGAAGTCGTGCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATA 
TGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGATGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTTTTGCTAACCTGAGAGATCAAG 
CGTTCCCTTCGGGGACAAAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTACTAGTT 
GCCAGCATTTAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGT 
GCTACAATGGACGGTACAACGAGTCGCAAGACCGCGAGGTTTAGCTAATCTCTTAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCG 
GAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCAAAGCCGGTGCG 
GTAACCTTTTAGGAGCCAGCCGTCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGTTGGATCACCTCCTTAANNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCAACGGAGAGCTTGCTC 
TCCTGCGGTCAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGTACGACCGGGATAACTCCGGGAAACCGGAGCTAATACCGGATAGGATTTCAGACCG 
CATGGTTTGGAATGGAAAGACCCTGTGTCACGTACAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACC 
TGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGC 
CGCGTGAACGAAGAAGGTTTTCGGATCGTAAAGTTCTGTTGTTAGGGAAGAACCGCCGGGATAACCTCCCGGTCTGACGGTACCTAACGAGAAAGCCCCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTTCTTAAGTCAGGTGTGAAAGCCCAC 
GGCTCAACCGTGGAGGGCCACTTGAAACTGGGAGGCTTGAGTGCAGGAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACC 
TGTGGCGAAGGCGGCTCTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAGGTGTTGGGGTNTCCAAACCTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCGCTGACCCCTCTAGAGATAGAGGCTTCCTTCGGGAC 
AGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTCAGTTG 
GGCACTCTAGGGAGACTGCCGTCGACAAGACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGATGGA 
ACAACGGGCAGCCAACTCGCGAGAGTGAGCNAATCCCTTAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATC 
GCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTGAGGTAACCTNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACTAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAA 
CGGCAGCATAGGAGCTTGCTCCTGATGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTGCCCTAGAGTGGGGGATAACTAGTCGAAAGACTTAGCTTAAT 
ACCAGCATACGATCTACGGATGAAAGTGGGGGATCGCAAGACCTCATGCTCCTGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGC 
AACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCA 
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mediatlanticus st 
mediatlanticus Ba 
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margaritifer stra 
margaritifer Bact 
Tepidiphilus. 
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strain Ll 16S rib 
Tenericutes; Moll 
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granivorans strai 
Bacteria; Firmicu 
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strain CIP 105259 
Proteobacteria; G 
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strain CIP 104883 
Bacteria; Proteob 
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strain CMRI H02 1 
Proteobacteria; E 
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n St55B 16S ribosomal RNA, partial seq 


desulfurans strai 
desulfurans Bacte 
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thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


1681106 1681147 4 45 gi 
cteria; Deinococcus-Thermus; Deinococc 
1687131 1687172 4 45 gi 
in N2-214 16S ribosomal RNA, partial s 


eria; Proteobacteria; Betaproteobacter 


2288376 2288401 18 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; 
2345739 2345780 4 45 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2562104 2562145 4 45 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2583494 2583535 4 45 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2672040 2672065 18 43 gi 


43 gi 


psilonproteobacteria; Campylobacterale 
2703623 2703664 4 45 gi 
ria; Deinococcus-Thermus; Deinococci; 

2918927 2918968 4 45 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


663146 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


663146 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


663146 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


663146 Bacteria_16S 


strain DSM 3963 1 
Deinococcus-Therm 


663146 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


663146 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


663146 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


663146 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


663146 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


663146 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


663146 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


663146 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


663146 Bacteria_16S 
strain CS1 16S ribosomal RNA, partial sequence 


2920456 2920497 4 45 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


3003893 3003934 4 45 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3118575 3118616 4 45 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3171447 3171488 4 45 gi 


6S ribosomal RNA, partial sequence 3170548 31720 


us; Deinococci; Deinococcales; Deinoco 
3212457 3212482 18 43 gi 
in CCUG 35045 16S ribosomal RNA, parti 


eria; Proteobacteria; Epsilonproteobac 


3233660 3233701 4 45 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3635435 3635460 18 43 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3647623 3647648 18 43 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3687288 3687313 18 43 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688805 3688830 18 43 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3775385 3775410 18 43 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3820942 3820967 18 43 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 
3827052 3827077 18 


43 gi 


rain TR 16S ribosomal RNA, partial seq 


2287434 22889 
Entomoplasmat 


6S ribosomal RNA, partial sequence 2671138 26725 


3646715 36481 


3686364 36878 


3687881 36893 


219878421 
uence 

i; Thermal 
219878417 
equence 
ia; Hydrog 


219857540 


aceae; M 
219857497 
nce 23447 
nibacillus 
219857336 
25611 
seudomonad 
219857279 
25825 
nadales; P 
219857208 


s; Helicob 
219857186 
uence 
Thermales; 
219856844 
equence 
eria; Hydr 


219856843 
1 sequence 
cteria; Ps 


219846921 
nce 30029 
rillales; 

219846843 
ence 31176 
rillales; 

219846807 


ccaceae; D 
219846780 
al sequenc 
teria; 


219846765 
quence 
hlamydiace 
219846482 
36345 
obacterale 
219846473 


s; Helicob 
219846446 


219846445 


219846380 
uence 

smataceae; 
219846349 
rtial sequ 
eria; Camp 


219846345 


Acet 


Acet 


eino 


e 3211554 32129 
Campylo 


ylob 


NR_025560.1 
1680196 168167 
Thermaceae; 
ref|NR_025556.1 

1686206 168766 
enophilales; Hyd 


ref |NR_025128.1 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 

Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


esoplasma. 
ref|NR_025085.1 
86 2346268 Paenib 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_024814.1 
2702689 270407 
Thermaceae; Oce 
ref |NR_024663.1 

2918000 291946 
ogenophilales; H 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_026513.1 
97 3004478 Glucon 
obacteracea 
ref|NR_026435.1 
80 3119160 Glucon 
obacteracea 


ref |NR_026399.1 


e: 


e: 


Paenibacillus 
acillus granivorans 


Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Oceanithermus 

1 Oceanithermus 

anithermus. 
Hydrogenophilus 

0 Hydrogenophilus 

ydrogenophilaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Deinococcus grandis 


v 


v 


14 Deinococcus grandis Bacteria; 


coccus. 
NR_026372.1 
7 


ref 
bacterales; 


ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_026037.1 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Parachlamydia 
7 Parachlamydia 
a. 
Helicobacter rodentium 
bacter rodentium 
ceae; Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


ref|NR_026036.1 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025940.1 
ence 382000 
acterales; H 


ref 


Mycoplasma 
7 Mycoplasma 


Helicobacter 
8 3821492 Helicobacter 


elicobacteraceae; 


Helicobacter felis 


NR_025935.1 


3826129 3827602 Helicobacter felis Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


663146 Bacteria_16S 
nitrofigilis strain CI 16S ribosomal RNA, partial seque 
Proteobacteria; Epsilonproteobacteria; Campyl 
663146 Bacteria_16S 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial 


Bacteria; 


cryaerophilus Bacteria; Proteobacteria; Epsilonproteoba 
Arcobacter. 

663146 Bacteria_16S 3906335 3906376 4 45 gi 
oryzihabitans strain L-1 16S ribosomal RNA, complete se 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobact 
Pseudomonas. 

663146 Bacteria_16S 4005990 4006031 4 45 gi 


chungwhensis strain BH030046 16S ribosomal RNA, partial 
chungwhensis Bacteria; 


Salinimonas. 


663146 Bacteria_16S 
strain TF-22T 16S 
Proteobacteria; 
663146 Bacteria_16S 
strain YJS 16S ribosomal 
Tenericutes; Mollicutes; 
663146 Bacteria_16S 
succinatimandens 
succinatimandens 


Petrobacter. 


663146 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
Aestuariibacter. 
663146 Bacteria_16S 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 41646 
Tenericutes; Mollicutes; 
663146 Bacteria_16S 
grammopterae strain GRUA-1 16S ribosomal RNA, partial s 
grammopterae Bacteria; Tenericutes; Mollicutes; 
663146 Bacteria_16S 
strain CHPA-2 16S 
Tenericutes; Mollicutes; 
663146 Bacteria_16S 
strain PIMN-1 16S 
Tenericutes; Mollicutes; 
663146 Bacteria_16S 
thermautotrophica 
thermautotrophica 


Sedis; 


Bacteria; 


Bacteria; 


663146 Bacteria_16S 
strain 50 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


Carboxydocella. 
663146 Bacteria_16S 
strain SE-32A-C8 
Proteobacteria; 
663146 Bacteria_16S 
strain Ifremer A365 16S ribosomal RNA, partial sequence 
Proteobacteria; 
663146 Bacteria_16S 
strain CTCBS1 16S 
Proteobacteria; 
663146 Bacteria_16S 
antarctica strain 


3869366 3869391 18 43 gi 


3870877 3870902 18 43 gi 


Proteobacteria; Gammaproteobacte 
4045414 4045455 4 45 

ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; A 
4119345 4119370 18 43 gi 
RNA, partial sequence 
Entomoplasmatales; Entomoplasm 
4122472 4122513 4 45 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


gi 


4128531 4128572 4 
JC2043 


45 gi 
16S ribosomal RNA, partial seq 
Proteobacteria; Gammaproteobacteri 
4164058 4164083 18 43 gi 
Entomoplasmatales; 
4174739 4174764 18 


Entomoplasm 
43 gi 


Entomop 
4180892 4180917 18 43 gi 
ribosomal RNA, partial sequence 
Entomoplasmatales; Entomoplasm 
4185395 4185420 18 43 gi 
ribosomal RNA, partial sequence 
Entomoplasmatales; Entomoplasm 
4208036 4208061 18 43 gi 
strain 41 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 


4007 4035 4 32 gi 
Gammaproteobacteria; Legionellales; Leg 


41738 41766 4 32 gi 


44740 44768 4 32 

ribosomal RNA, complete sequence 
Gammaproteobacteria; Oceanospirillales; 
82427 82455 4 32 gi 


gi 


128318 128346 4 32 gi 


168002 168030 4 32 gi 


169526 169554 4 a2 gi 
Gammaproteobacteria; Vibrionales; 
171002 171030 4 32 


gi 


4044490 40459 
1lteromonadaceae; 


4118405 41199 
ataceae; Mesoplasma. 


4179947 41814 


4184459 41859 


16S ribosomal RNA, partial sequence 3080 
ionellacea 


Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


43805 


NF3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 
663146 Bacteria_16S 
espejiana strain 261 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 
663146 Bacteria_16S 
1721-77 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
663146 Bacteria_16S 
strain Fowl 16S ribosomal RNA, partial sequence 
Proteobacteria; 


167046 168502 Vibri 


168553 16998 
Vibrionaceae; V 


219846316 
nce 38684 


obacterales; Campylobacteraceae; 


219846315 
sequence 
cteria; 


219846291 
quence 
eria; 


219846221 
sequence 
ria; 


219846190 


219846138 


219846135 
sequence 
cteria; Rh 


219846131 
uence 
a; 


219846105 


ataceae; M 
219846097 
equence 

lasmatales 
219846092 


ataceae; M 
219846086 


ataceae; E 
219846070 
sequence 

stridiales 


265679061 
4533 


265679036 
40774 


265679034 
45323 
Halomonad 


265679009 
81499 


265678977 
12740 


265678951 


265678950 


265678949 


Campylobacterales; 


Pseudomonadales; 


Alteromonadales; 


Alteromonadales; 


ref|NR_025906.1| Arcobacter 
19 3869879 Arcobacter nitrofigilis 
Arcobacter. 
ref|NR_025905.1] Arcobacter 

3869930 3871391 Arcobacter 
Campylobacteraceae; 


ref|NR_025881.1] Pseudomonas 
3905392 3906918 Pseudomonas 
Pseudomonadaceae; 


NR_025811.1| Salinimonas 
4005071 4006477 Salinimonas 
Alteromonadaceae; 


ref|NR_025780.1| Alteromonas litorea 
45 Alteromonas litorea Bacteria; 
Alteromonas. 

ref|NR_025728.1| Mesoplasma syrphidae 
00 Mesoplasma syrphidae Bacteria; 
ref|NR_025725.1| Petrobacter 
121524 4123052 Petrobacter 
odocyclales; Rhodocyclaceae; 


rs 


ref|NR_025721.1| Aestuariibacter 
127615 4129048 Aestuariibacter 


Alteromonadaceae; 


rs 


ref|NR_025695.1| Mesoplasma tabanidae 
23 Mesoplasma tabanidae Bacteria; 
esoplasma. 
ref|NR_025687.1] Mesoplasma 

4173799 4175287 Mesoplasma 
; Entomoplasmataceae; Mesoplasma. 
ref|NR_025682.1| Mesoplasma chauliocola 
46 Mesoplasma chauliocola Bacteria; 
esoplasma. 
ref|NR_025676.1| Entomoplasma luminosum 
49 Entomoplasma luminosum Bacteria; 
ntomoplasma. 
ref|NR_025660.1| Carboxydocella 
4207086 4208540 Carboxydocella 
; Clostridiales Family XVI. Incertae 


ref|NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 


e; Legionella. 

ref|NR_029344.1| Vibrio pectenicida 
42243 Vibrio pectenicida Bacteria; 

ibrio. 

ref|NR_029342.1| Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 

aceae; Carnimonas. 

ref|NR_029317.1| Pseudoalteromonas 
83011 Pseudoalteromonas antarctica 

seudoalteromonadaceae; 


ref|NR_029285.1| Pseudoalteromonas 
9 128819 Pseudoalteromonas espejiana 
seudoalteromonadaceae; 


ref|NR_029259.1| Vibrio mimicus strain 
o mimicus Bacteria; Proteobacteria; 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio 


Vibrio mediterranei 


ref|NR_029257.1 


170036 171505 Vibrio mediterranei Bacteria; 
Vibrionaceae; Vibrio. 


663146 Bacteria_16S 
strain PB 1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
663146 Bacteria_16S 
16S ribosomal 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivib 
663146 Bacteria_16S 
strain OY 0-002 1 
Proteobacteria; 
663146 Bacteria_16S 
strain BG8 16S ribosomal RNA, partial sequence 
Proteobacteria; 
663146 Bacteria_16S 
aurantiaca strain 


398 


Bacteria; 


Halomonas. 


663146 Bacteria_16S 
asymbiotica subsp. 


69 


Proteobacteria; Gammaproteobacteria; Methyloc 
663146 Bacteria_16S 
whittenburyi strain 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 
Methylococcaceae; 
663146 Bacteria_16S 
strain A30 16S ribosomal RNA, partial sequence 
Proteobacteria; 
663146 Bacteria_16S 
strain 1H 9 16S 
Proteobacteria; 

663146 Bacteria_16S 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 
Aggregatibacter actinomycetemcomitans Bacteria; 
Pasteurellales; 
663146 Bacteria_16S 
strain B-3 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
663146 Bacteria_16S 
anticariensis strain FP35 16S ribosomal RNA, partial se 
anticariensis Bacteria; 


172512 172540 4 32 gi 
Gammaproteobacteria; Vibrionales; Vibri 
174020 174048 4 32 gi 
RNA, partial sequence 
175528 175556 4 32 gi 
Gammaproteobacteria; Vibrionales; Vibri 
190795 190823 4 32 gi 


Gammaproteobacteria; Methylococcales; M 
192305 192333 4 32 gi 
JB103 16S ribosomal RNA, partial sequ 
193815 193843 4 


32 gi 


Methylobacter. 


196836 196864 4 32 gi 
Gammaproteobacteria; Methylococcales; M 
215489 215517 4 32 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


292971 292999 4 32 gi 


Pasteurellaceae; Aggregatibacter. 


303461 303501 4 44 gi 


370101 370129 4 32 gi 


Proteobacteria; Gammaproteobact 


400628 400656 4 32 gi 


Photorhabdus. 
32 


Enterobacteriaceae; 
419207 419235 4 gi 
Gammaproteobacteria; Oceanospirillales; 
434723 434751 4 32 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; S 
486748 486776 4 32 gi 
RNA, partial sequence 
491453 491481 4 


32 gi 


171556 17300 
onaceae; Vibrio. 


173054 174520 Vibri 
rio. 


6S ribosomal RNA, partial sequence 174571 17599 


189853 19130 
ethylococc 


ence 19135 
occales; Methylococcaceae; 


NA, partia 


195893 19735 
ethylococc 


214535 21600 
Halomonadaceae; 


302503 30397 
elotrichac 


quence 
eria; 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriales; 
663146 Bacteria_16S 
strain LCl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
663146 Bacteria_16S 
strain TF-27 16S 
Proteobacteria; 

663146 Bacteria_16S 
16S ribosomal 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
663146 Bacteria_16S 


418286 41972 


433793 43528 
hewanellac 


485792 487320 Vibri 


strain G-16.1 16S 


strain DV1140 16S 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
663146 Bacteria_16S 505382 505402 86 


ribosomal RNA, partial sequence 


106 gi 


490502 49197 


504361 50587 


Thermotogae; 


Thermotogales; Thermotogaceae; Thermosipho 
663146 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; 
663146 Bacteria_16S 
luminescens subsp. 
luminescens subsp 
Enterobacteriaceae; 
663146 Bacteria_16S 
strain CIP 105566 
Proteobacteria; 
663146 Bacteria_16S 


517360 517388 4 32 gi 
thracensis strain 39-8 16S ribosomal 


Photorhabdus. 
32 


Enterobacteriaceae; 


518925 518953 4 gi 


Photorhabdus. 
546394 546422 4 
16S ribosomal RNA, 
Gammaproteobacteria; 
547880 547908 4 


32 gi 
partial sequence 

Enterobacteriales; 
32 gi 


kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


265678948 


265678947 


265678946 


265678936 


265678935 


265678934 


265678932 


265678919 


265678865 
RNA, part 


ref |NR_029256.1 


ref|NR_029255.1 
o fischeri Bacte 


ref |NR_029254.1 


ref|NR_029244.1 
aceae; Methylomi 
ref |NR_029243.1 
7 #192822 Methyl 


ref|NR_029242.1 
1 sequence 


ref|NR_029240.1 
aceae; Methylomi 
ref |NR_029227.1 


Halomonas 
NR_029171.1 
sequence 


ref 
ial 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 
onaceae; Vibrio. 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylomonas 
omonas aurantiaca 
Methylomonas. 
Methylobacter 
192873 194334 
Methylococcales; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Halomonas elongata 


2 Halomonas elongata Bacteria; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


265678858 


265678808 
Ocea 


265678788 


265678775 
Halomonad 
265678765 


265678727 


265678724 


Halomonad 
265678715 


265678707 
RNA, comp 


265678706 


265678688 
54547 
Enterobac 

265678687 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequen 
mariniglutinosa Bacteria; 


Pseudoalteromonas. 


663146 Bacteria_16S 
strain 289 16S ribosomal RNA, 


616160 616188 4 


Proteobacteria; 


32 
complete sequence 


Gammaproteobacteria; Al 


ref|NR_029164.1 


eae. 
ref |NR_029113.1 

369170 370614 
nospirillales; H 


ref |NR_029093.1 
rtial sequence 


ref|NR_029080.1 


aceae; 
ref |NR_029070.1 


eae; Shewanella. 
ref |NR_029032.1 
© ponticus Bacte 


ref|NR_029029.1 
aceae; Halomonas 
ref|NR_029020.1 


ref 
lete 


NR_029012.1 
sequence 


ref|NR_029011.1 
sequence 517982 
cteria; Enteroba 


ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref |NR_028992.1 
ce 546976 548458 
teromonadales; P 


gi|265678641 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Halomonas 
Halomonas 
alomonadaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Halomonas. 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Vibrio ponticus strain 
ria; Proteobacteria; 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Photorhabdus 
516416 517931 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 
Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


ref|NR_028946.1 


Vibrio agarivorans 


615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


663146 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


663146 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


663146 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


663146 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


663146 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


663146 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


663146 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


663146 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


663146 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


663146 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


663146 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


663146 Bacteria_16S 


Photorhabdus luminescens subsp. 


Photorhabdus luminescens subsp. 


628290 628318 4 32 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
645137 645165 4 32 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
670670 670698 16 44 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
682771 682811 4 44 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
690397 690425 4 32 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
691949 691977 4 32 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


709635 709663 
16S ribosomal RNA, 
ammaproteobacteria; 
711193 711221 
16S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; M 
722031 722059 4 32 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723617 723645 4 32 gi 
laumondii strain TTO1 16S ribosomal 


4 32 gi 
partial sequence 
Vibrionales; Vibri 
4 32 gi 
partial sequence 


; Enterobacteriaceae; Photorhabdus. 


725200 725228 4 32 gi 
akhurstii strain FRGO4 16S ribosomal 


, 


Photorhabdus. 
32 


Enterobacteriaceae; 


728306 728334 4 gi 


sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


663146 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


663146 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


663146 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


663146 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


663146 Bacteria_16S 


alkaliphilum stra 
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265678500 
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265678499 


819558 82101 


Enterobac 
265678485 
nce 84098 
irillales; 
265678483 


strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 84550 


Proteobacteria; G 


663146 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 


Gluconacetobacter. 
663146 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


663146 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


663146 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


ammaproteobacteria; Enterobacteriales; 
872190 872230 4 44 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


938021 938049 4 32 gi 
KMM 162 16S ribosomal RNA, partial seq 


965896 965924 4 32 gi 
is strain DV 16S ribosomal RNA, partia 


is Bacteria; Proteobacteria; Gammaprot 
967480 967508 4 32 gi 
osomal RNA, partial sequence 


ammaproteobacteria; 


a; Proteobacteria; Gammaproteobacteria; 


Enterobac 
265678464 
sequence 
ria; Rhodo 


265678420 
uence 

; Alteromo 
265678401 
1 sequence 
eobacteria 


265678400 


Entero 


oritellace 


RNA, parti 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


RNA, part 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Ecto 


Ecto 


ref 
teri 
ref 


o le 


ref 


ref 


Neis 
ref 


teri 
ref 


bact 


ref 


ref 


ae; 
ref 


teri 


ref 
als 


ref 
ial 
ref 
thio 
ref 
o ru 


ref 


thio 
ref 


teri 
ref 


teri 
ref 


Mar 
ref 


teri 
ref 


spir 
ref 
nada 


ref 


, 


vi 


ref 


2 683236 Neiss 


691014 69252 


8 710188 Aliiv 
Aliiv 


9 711741 Morit 


2 Photorhabdus 


0 728734 Thior 


1 842417 Marin 


871314 87276 


937095 93858 


964933 96648 


NR_028938.1 


aceae; Morga 
NR_028926.1 
ntus Bacteri 


NR_028907.1 


NR_028899.1 
e 
seria. 
NR_028894.1 


aceae; Citro 
NR_028893.1 
0 
eriales; Ent 
NR_028881.1 
i 
ibrio. 
NR_028880.1 
e 
Moritella. 
NR_028871.1 


aceae; Photo 
NR_028870.1 
equence 


NR_028869.1 
sequence 


NR_028867.1 
h 
rhodospirace 
NR_028837.1 
ber Bacteria 


NR_028807.1 


5 813508 Thioal 


rhodospirace 
NR_028803.1 


aceae; 
NR_028802.1 


aceae; Kluy 
NR_028788.1 
° 
inospirillu 
NR_028786.1 


aceae; Samso 
NR_028767.1 
0 
illales; Ace 
NR_028722.1 
8 
les; Pseudoa 
NR_028703.1 
0 


brionales; V 


mM. 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Vibrio lentus strain 
a; Proteobacteria; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


Photorhabdus 
724253 725774 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Vibrio ruber strain 
Proteobacteria; 


v 


Thioalkalivibrio 

kalivibrio jannaschii 

ae; Thioalkalivibrio. 
Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
Kluyv 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 
Vv 


era. 
Marinospirillum 
spirillum alkaliphilum 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


NR_028702.1 


Halomonas campisalis 


966531 967930 Halomonas campisalis Bacteria; 
Oceanospirillales; Halomonadaceae; Halomonas. 


663146 Bacteria_16S 


strain CDC 2970-59 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enteroba 


Bacteria; 
663146 Bacteria_16S 


strain 167 16S ribosomal RNA, partial sequence 


Proteobacteria; 
663146 Bacteria_16S 
strain ATCC 33433 
Proteobacteria; 
663146 Bacteria_16S 


peptidolytica strain F12-50-Al 16S ribosomal RNA, parti 


987288 987316 4 


988868 988896 4 


1004258 1004286 4 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


1005782 1005810 4 


32 gi 


32 gi 
32 gi 


32 gi 


265678386 
98633 

cteriales; 

265678385 


987916 98944 
Gammaproteobacteria; Enterobacteriales; 


Enterobac 
265678375 

10033 
Enterobac 
265678374 
al sequenc 


ref 


ref 


ref 


ref 


NR_028688.1 


6 987865 Citrob 
Enterobacteriac 


NR_028687.1 


NR_028677.1 


52 1004810 Kluyve 
teriaceae; 


NR_028676.1 


e 1004861 100630 


Citro 


Kluyv 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
teriaceae; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 
8 Pseudoalteromonas 


peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

663146 Bacteria_16S 1010269 1010297 4 32 gi|265678371|ref|NR_028673.1| Shewanella algae 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

663146 Bacteria_16S 1011819 1011847 4 32 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

663146 Bacteria_16S 1051558 1051586 4 32 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

663146 Bacteria_16S 1111724 1111752 4 32 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

663146 Bacteria_16S 1135874 1135902 4 32 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

663146 Bacteria_16S 1153986 1154014 4 32 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

663146 Bacteria_16S 1185831 1185859 4 32 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

663146 Bacteria_16S 1187342 1187370 4 32 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

663146 Bacteria_16S 1188853 1188881 4 32 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

663146 Bacteria_16S 1190364 1190392 4 32 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

663146 Bacteria_16S 1208649 1208673 20 44 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

663146 Bacteria_16S 1211649 1211677 4 32 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

663146 Bacteria_16S 1213126 1213154 4 32 gi|224581437|ref|NR_027219.1| Halomonas axialensis 


strain Althfl 16S 
Proteobacteria; 
663146 Bacteria_16S 


strain Eplumel 16S riboso: 
Gammaprot 


Proteobacteria; 
663146 Bacteria_16S 
strain Esulfidel 
Proteobacteria; 

663146 Bacteria_16S 


strain A431 16S ribosomal RNA, partial sequence 


Proteobacteria; 
663146 Bacteria_16S 
sarecensis strain 
Bacteria; 
663146 Bacteria_16S 


melanesiensis strain BI429 16S ribosomal RNA, partial s 
melanesiensis BI429 Bacteria; 


663146 Bacteria_16S 


ribosomal RNA, 
Gammaprot 


1214619 1214647 4 


1216099 1216127 4 


1258315 1258343 4 


1276285 1276313 4 


LV4 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Oceanosp 


1332632 1332652 86 


Thermotogae; 
1343215 1343243 4 


partial sequence 
eobacteria; Oceanospirillales; 


mal RNA, partial sequence 
eobacteria; Oceanospirillales; 


32 gi 


32 gi 
32 gi 


32 gi 


1212209 12136 
Halomonadaceae; 


224581436 


1213697 12151 


Halomonad 
224581404 


16S ribosomal RNA, partial sequence 1215201 12166 
Gammaproteobacteria; Oceanospirillales; 


Halomonad 
219856813 


1257400 12588 
Gammaproteobacteria; Vibrionales; Vibri 
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ce 12753 
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eae; Thermos 


46 Halomonas axialensis Bacteria; 
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Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
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Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
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Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 
Vibrio 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Thermosipho 

7 Thermosipho 

ipho. 


NR_027602.1 


Ferrimonas balearica 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 


663146 Bacteria_16S 


diazotrophicus st 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter 


663146 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


663146 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


663146 Bacteria_16S 
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Bacteria; Gemmati 


663146 Bacteria_16S 
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Bacteria; Proteob 


Pseudoalteromonas. 
663146 Bacteria_16S 
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Proteobacteria; 
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Bacteria; Nitrosp 


663146 Bacteria_16S 
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663146 Bacteria_16S 
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663146 Bacteria_16S 
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663146 Bacteria_16S 
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663146 Bacteria_16S 
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663146 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


663146 Bacteria_16S 


decolorationis st 
decolorationis Ba 
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663146 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


663146 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


663146 Bacteria_16S 
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Proteobacteria; G 


663146 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


663146 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


663146 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 


Pseudoalteromonas. 
663146 Bacteria_16S 
6S ribosomal RNA, partial sequence 1755010 17565 


strain KMM 1376 1 
Proteobacteria; G 


G 
663146 Bacteria_16S 


1353829 1353869 4 44 gi 
rain PAl 5 16S ribosomal RNA, partial se 
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ammaproteobacteria; Enterobacteriales; 
1582006 1582046 4 44 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
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ia; Vibrionales; Vibrionaceae; Vibrio. 
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1754389 1754417 4 32 gi 
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ref|NR_025575.1 
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aceae; 
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Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
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1 Shewanella 
s; Shewanellaceae; 
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Pseudoalteromonas 
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66 Phocoenobacter uteri Bacteria; 
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bacillus scotiae 
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5 Oceanimonas 
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46 Xenorhabdus japonica Bacteria; 


habdus. 
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77 Histophilus somni Bacteria; 
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as 

Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonas. 


ref|NR_025491.1 


Vibrio hepatarius 


strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


663146 Bacteria_16S 
strain : 


663146 Bacteria_16S 


R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


663146 Bacteria_16S 
LMG 


663146 Bacteria_16S 


15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


663146 Bacteria_16S 
strain LMG 20546 


663146 Bacteria_16S 
strain LMG 20536 


663146 Bacteria_16S 


livingstonensis strain NF22 16S ribosomal RNA, partial 
livingstonensis Bacteria; 


Shewanella. 
663146 Bacteria_16S 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
stellipolaris Bacteria; 


Alteromonas. 
663146 Bacteria_16S 


israelensis strain Bal 16S ribosomal RNA, partial sequence 


Bacteria; 
663146 Bacteria_16S 
canadensis strain 


Chromohalobacter. 
663146 Bacteria_16S 
strain LMG 21857 
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1784516 1784544 4 


1792079 1792107 4 


1793553 1793581 4 


1795108 1795136 4 


1796593 1796621 4 


1798147 1798175 4 


1847149 1847177 4 
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Proteobacteria; 


1863719 1863747 4 


1865301 1865329 4 


1869832 1869860 4 


1875921 1875949 4 


Proteobacteria; 


32 


LMG 20969 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


32 


32 


19999 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


32 


32 


16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


32 


16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


32 


32 


Gammaproteobacteria; Alte 


32 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


32 


ATCC 43984 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; 


32 


16S ribosomal RNA, partial sequence 1868909 18703 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


32 


strain HK85 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


663146 Bacteria_16S 
strain DSM 13256, 
Thermotogae; 
663146 Bacteria_16S 


1916956 1916976 86 


1929210 1929238 4 


106 


16S ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


32 


strain 2674 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


663146 Bacteria_16S 


1930746 1930774 4 


32 


strain 2693 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


663146 Bacteria_16S 


strain 95Al1 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


663146 Bacteria_16S 
strain Cm al3 16S 


663146 Bacteria_16S 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


lanuginosus Bacteria; 
Chondromyces. 
663146 Bacteria_16S 
apiculatus strain 


Chondromyces. 
663146 Bacteria_16S 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


663146 Bacteria_16S 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial 
proteamaculans Bacteria; 


Serratia. 
663146 Bacteria_16S 


1962606 1962634 4 
complete 


1982388 1982424 1 


1983973 1984009 1 
Proteobacteria; 


1985557 1985593 1 


1988681 1988709 4 


1990229 1990257 4 
Proteobacteria; 


1991777 1991805 4 


32 
sequence 


37 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; 


37 


37 


Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; 


32 


32 


Gammaproteobacteria; 


32 


1791138 1792572 Vibri 


1794167 1795601 Vibri 


Gammaproteobacteria; Al 


219878347 
17835 


gi 


gi|219878341 


gi|219878340 
1792623 17941 


gi| 219878339 


gi| 219878338 
gi|219878337 


219878304 
sequence 


gi 


219878294 
sequenc 


gi 


219878292 
18627 


gi 


gi|219878291 
Oceanos 


gi|219878288 


gi|219878284 
1874987 18764 


219878250 
19159 


gi 


gi| 219878242 
1928261 19297 


gi| 219878241 
1929813 19313 


gi|219878220 
1961654 19631 


gi| 219878207 

1981436 19829 
Sorangiineae; 

gi| 219878206 


Myxoco 
gi| 219878205 


Myxococ 


gi|219878203 


219878202 
sequenc 
Ent 


gi 


ref |NR_025486.1 
87 1785079 Halomo 
aceae; 
ref |NR_025480.1 
o chagasii Bacte 
ref|NR_025479.1 
ibrio. 
ref|NR_025478.1 
o xuii Bacteria; 
ref|NR_025477.1 
ibrio. 
ref|NR_025476.1 


ibrio. 
ref|NR_025443.1 

1846218 184771 
teromonadales; S 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref |NR_025430.1 

1864353 186588 
pirillales; Halo 
ref|NR_025427.1 
aceae; Glaciecol 
ref |NR_025423.1 


eae; Haemophilus 
ref|NR_025389.1 
11 1917433 Thermo 
ref |NR_025381.1 


Moritella. 
NR_025380.1 


ae; 
ref 


Moritella. 
NR_025359.1 


ae; 
ref 


eae; Pasteurella 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 

1984609 198614 
cales; Sorangiin 
ref |NR_025342.1 
teriaceae; 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 


gi|219878201 


ref |NR_025340.1 


Halomonas. 


Halomonas muralis 
nas muralis Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Thermosipho geolei 
sipho geolei Bacteria; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


eae; Polyangiaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


tia. 


663146 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; 


strain DSM 12358 
Proteobacteria; 


strain DSM 4594 1 
Proteobacteria; 


strain DSM 30118 
Proteobacteria; 


DSM 5563 16S ribo 
Gammaproteobacter 


663146 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


strain 81H-380. 
Proteobacteria; 


iL 
G 


663146 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; G 


663146 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


663146 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


663146 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


663146 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


663146 Bacteria_16S 
odoriferum strain LMG 17566 16S ribo 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 


carotovorum subsp 


Enterobacteriales 


663146 Bacteria_16S 


strain 63 16S rib 
Proteobacteria; G 


663146 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


663146 Bacteria_16S 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


663146 Bacteria_16S 


strain K9951 16S 


Proteobacteria; G 


663146 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


663146 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; G 


663146 Bacteria_16S 


NCTC 5923 16S rib 
Proteobacteria; G 


663146 Bacteria_16S 


strain ATCC 33638 
Bacteria; Proteob 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


G 
663146 Bacteria_16S 


G 
663146 Bacteria_16S 


G 
663146 Bacteria_16S 


G 
663146 Bacteria_16S 


1993320 1993348 4 32 gi 
ammaproteobacteria; Enterobacteriales; 
1994868 1994896 4 32 gi 


ammaproteobacteria; Enterobacteriales; 
1996403 1996431 4 32 gi 


ammaproteobacteria; Enterobacteriales; 
1997948 1997976 4 32 gi 


ammaproteobacteria; Enterobacteriales; 
1999487 1999515 4 32 gi 


Enterobacteriales; 
2001021 2001049 4 32 gi 
16S ribosomal RNA, partial sequence 


ia; 


2002557 2002585 4 32 gi 
ammaproteobacteria; Enterobacteriales; 
2004089 2004117 4 32 gi 


ammaproteobacteria; Enterobacteriales; 
2005634 2005662 4 32 gi 


ammaproteobacteria; Enterobacteriales; 
2007180 2007208 4 32 gi 


ammaproteobacteria; Enterobacteriales; 
2008724 2008752 4 32 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; 
2010283 2010311 4 


32 gi 


ammaproteobacteria; Enterobacteriales; 
2028155 2028183 4 32 gi 


: Pectobacterium. 


32 gi 


Enterobacteriaceae; 
2092439 2092467 4 
osomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
2121358 2121386 4 32 


Ss 
gi 
somal R 
ia; Enterobacteriales; Enterobacteriac 
2127470 2127498 4 32 gi 
EN 1 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobac 


rain AL 
cteria; 


2187963 2187991 4 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2189488 2189516 4 32 gi 


32 gi 


Ss 
gi 


ammaproteobacteria; Alteromonadales; 
2239465 2239493 4 32 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2240976 2241004 4 32 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242487 2242515 4 32 gi 
16S ribosomal RNA, partial sequence 


2243998 2244026 4 32 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


663146 Bacteria_16S 


2271718 2271746 4 32 gi 


16S ribosomal RNA, partial sequence 1993927 19 


6S ribosomal RNA, partial sequence 1995493 19 


16S ribosomal RNA, partial sequence 1997016 19 


somal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriac 


acteria; Gammaproteobacteria; Enteroba 
663146 Bacteria_16S 


6S ribosomal RNA, partial sequence 2003168 20 


6S ribosomal RNA, partial sequence 2004699 20 


6S ribosomal RNA, partial sequence 2006247 20 


Gammaproteobacter 


6S ribosomal RNA, partial sequence 2009346 20 


acteria; Gammaproteobacteria; Enteroba 
663146 Bacteria_16S 


219878200 


6S ribosomal RNA, partial sequence 1992387 19938 
nterobac 


E 
219878199 


Entero 
219878198 


Entero 
219878197 


Entero 
219878196 


eae; Pr 
219878195 

20000 
cteriales; 
219878194 


6S ribosomal RNA, partial sequence 2001636 20031 
Enterobac 


219878193 
046 
Entero 
219878192 
061 
Entero 
219878191 
077 
Entero 
219878190 
sequence 

ia; Ent 
219878189 
108 
Enterobac 
219878177 
somal RNA, 


219878128 


2091488 20930 


hewanellac 
219857654 


NA, partial sequence 2120505 2121907 Cedec 


eae; Cedec 
219857650 
sequence 
teria; 


219857607 


2187032 21885 


ionellacea 
219857606 


6S ribosomal RNA, partial sequence 2188558 21900 


hewanellac 
219857573 


2238534 22399 


Enterobac 
219857572 


2240045 22415 


Enterobac 
219857571 
22415 
cteriales; 
219857570 

partial s 
obacteria; 


219857552 


954 
bac 


969 
bac 


985 
bac 


agi 
agi 


bac 


bac 


bac 


ero 


Chr 


ref 


teri Serr 


ref 


aceae; 


teri Serr 


ref 


aceae; 


teri Rahn 


ref 


aceae; 


teri 
ref 
a fo 
ae 
ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteria 
ref |NR_025333.1 


aceae; Prot 
NR_025335.1 
ntium Bacte 


teri 
ref 


aceae; Lemi 
NR_025332.1 


teriaceae; Budv 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butt 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butt 
ref |NR_025329.1 
2007792 20092 
bacteriales; En 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butt 
ref |NR_025316.1 
partial sequen 


ref|NR_025267.1 
eae; 
ref 
ead 
ea. 
ref 
2 
omat 


NR_025243.1 


NR_025239.1 
iales; 


ref|NR_025196.1 
07 Legionella bu 
e; Legionella. 
ref|NR_025195.1 
57 Shewanella fi 
eae; Shewan 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yers 
ref|NR_025160.1 
05 Yersinia pest 
teriaceae; Yers 
ref|NR_025159.1 
56 2243016 Yersi 
Enterobacteria 
ref|NR_025158.1 
equence 22430 
Enterobacteria 


ref|NR_025140.1 


NR_025339.1 
76 Serratia fonticola Bacteria; 
a 
NR_025338.1 
42 Serratia entomophila Bacteria; 
a 
NR_025337.1 
65 Rahnella aquatilis Bacteria; 
e 
NR_025336.1 
10 Proteus vulgaris Bacteria; 
e 


r 


di 


i 


9 
t 


i 


c 
Proteobacteria; Gammaproteobacteria; 


avisae Bacte 


126557 212798 
Ectot 


ella. 


i 


n 
Cc 


6 
1 


Serratia fonticola 


tia. 
Serratia entomophila 


tia. 
Rahnella aquatilis 


lla. 
Proteus vulgaris 


us. 
Pragia fontium strain 


ia; Proteobacteria; 


Obesumbacterium 


mbacterium proteus 
c 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
n 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 
i 


cia. 

Buttiauxella izardii 
izardii Bacteria; 
auxella. 

Buttiauxella gaviniae 
gaviniae Bacteria; 
auxella. 

Buttiauxella 
5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 
brennerae Bacteria; 
auxella. 

Pectobacterium 

e 2027216 2028703 


Shewanella baltica 


18 Shewanella baltica Bacteria; 
Shewanella. 


Cedecea davisae strain 
ria; Proteobacteria; 


Thioalkalispira 
9 Thioalkalispira 


hiorhodospiraceae; 


Legionella busanensis 
sanensis Bacteria; 


Shewanella fidelis 
delis Bacteria; 


Yersinia rohdei strain 


rohdei Bacteria; 
i 


nia. 

Yersinia pestis strain 
is Bacteria; 

nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Pseudoalteromonas 


ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 

663146 Bacteria_16S 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas. 
663146 Bacteria_16S 
buryatense strain 
Bacteria; Proteob 
663146 Bacteria_16S 
strain A45 16S ri 
Proteobacteria; G 
663146 Bacteria_16S 
thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 
663146 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas. 

663146 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; G 
663146 Bacteria_16S 
strain ATCC49733 
Proteobacteria; G 
663146 Bacteria_16S 
strain YKJ-16 16S 
Proteobacteria; G 
663146 Bacteria_16S 
strain GB6 16S ri 
Proteobacteria; G 
663146 Bacteria_16S 

paradoxus strain ARh1 
Bacteria; Proteob 
663146 Bacteria_16S 
strain KMM 3299 1 
Proteobacteria; G 
663146 Bacteria_16S 


eria; 


maricaloris strain KMM636 16S ribosomal RNA, partial se 


maricaloris Bacteria; 
Pseudoalteromonas. 
663146 Bacteria_16S 
strain ATCC 33531 16S 


Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 


663146 Bacteria_16S 

nitratis strain ALJ12 
Bacteria; Proteob 
663146 Bacteria_16S 


versutus strain AL2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; Proteob 
663146 Bacteria_16S 
strain 2074-AUS-E 16S 
Proteobacteria; G 
663146 Bacteria_16S 
beliardensis stra 
beliardensis Bacteria; 
663146 Bacteria_16S 
johannae strain C 
johannae Bacteria; 
Gluconacetobacter. 
663146 Bacteria_16S 
frigidicarnis str 
frigidicarnis Bac 
663146 Bacteria_16S 
granulomatis stra 
granulomatis Bacteria; 
663146 Bacteria_16S 
strain HPA92 16S 
Proteobacteria; G 
663146 Bacteria_16S 


strain 177 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


ain KMM 3549 16S ribosomal RNA, partia 
teria; 


5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 


train ARh 2 16S ribosomal RNA, partial 


acteria; 


in NCIMB2033 16S ribosomal RNA, partia 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 


acteria; Gammaproteobacteria; Chromati 


acteria; Gammaproteobacteria; Chromati 


ammaproteobacteria; Legionellales; Leg 


in Montbeliard Al 16S ribosomal RNA, p 


FN-Cf£55 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


ain SPL77A 16S ribosomal RNA, partial 
teria; 
in ATCC 49244 16S ribosomal RNA, parti 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 


2273190 2273218 4 32 gi 


1 


Proteobacteria; Gammaproteobacter 


2277837 2277865 4 32 gi 
e 
oc 


2283924 2283952 4 32 gi 


et 


2286907 2286935 4 32 gi 


s 
ct 


Proteobacteria; Gammaproteoba 


2291386 2291414 4 32 gi 
1 
ri 


Proteobacteria; Gammaproteobacte 


2294450 2294478 4 32 gi 


She 


2363994 2364022 4 32 gi 
st 


2391272 2391300 4 32 gi 
H 


2427903 2427931 4 32 gi 


2441498 2441526 4 32 gi 
16S ribosomal RNA, partial sequence 
al 
2442994 2443022 4 


32 gi 


She 


2447579 2447607 4 32 gi 
qu 
Proteobacteria; Gammaproteobacteria 
2462681 2462709 4 32 gi 
ribosomal RNA, partial sequence 

ct 
2470353 2470381 4 32 gi 
16S ribosomal RNA, partial sequence 
al 
2471858 2471886 4 32 gi 
al 
2501852 2501880 4 32 gi 
ribosomal RNA, partial sequence 

io 
2503358 2503386 4 32 gi 
ar 
Proteobacteria; ri 
2509446 2509486 4 


Gammaproteobacte 

44 gi 
ue 
R 


2569689 2569729 4 44 


gi 
se 
Clostridi 


gi 


Firmicutes; 
2600455 2600483 4 


Clostridia; 
32 
al 
Proteobacteria; ri 
2602009 2602037 4 


Gammaproteobacte 
32 gi 


Past 


219857551 


219857548 
219857544 
2282981 22844 


219857541 


219857538 


219857535 
2293525 22949 


219857485 
16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pa 
219857466 
2390343 23918 
219857439 
2427049 24283 


omonadacea 
219857426 


219857424 
6S ribosomal RNA, partial sequence 2442080 24435 
ammaproteobacteria; Alteromonadales; 
219857421 


219857408 


219857403 


219857402 


219857381 


219857380 


219857371 


219857288 


219857268 


219857267 
2601060 26025 


ref|NR_025139.1 
2272329 227377 
romonadales; Pse 


sequence 
ia; Alte 


ref |NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
NR_025129.1 
28738 
Ecto 


22768 
cales; M 
hylococec 
equence 


eria; Ch 


6 
u 


sequence 


a; Alter adales; 


ref|NR_025123.1 


Shewanella 
NR_025073.1 


wanellaceae; 


ref 


eurellaceae. 


ref|NR_025054.1 
alomonadacea 


ref 


e; Halomona 
NR_025027.1 


e; Oceanimonas. 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_025012.1 


24405 


es; Ecto 


wanellaceae; Shewanella. 
ref|NR_025009.1 
2446675 244812 


monadales; Pseud 


ence 
Altero 


, 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref |NR_024968.1 
uence 250240 
nellales; Legion 
ref |NR_024959.1 

2508571 251001 
illales; Acetoba 


24617 
eriales; 


24694 
es; Ecto 
24709 
es; Ecto 
25009 
nellacea 


tial seq 
a; Legio 


nce 
hodospir 


ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref |NR_024898.1 


quence 


ales; Cl 


sequenc 
a; Paste 


eurellaceae; Mannheimia. 


2603563 2603591 4 32 gi 


Past 


219857266 
2602614 2604117 Mannheimia varigena Bacteria; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Thioalkalivibrio 

kalivibrio paradoxus 

ae; Thioalkalivibrio. 
Shewanella japonica 


41 Shewanella japonica Bacteria; 


Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Raoultella planticola 
ella planticola 

eae; Raoultella. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Clostridium 
8 Clostridium 
ostridium. 

Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


ref|NR_024897.1 


eurellaceae; Mannheimia. 


Mannheimia varigena 


663146 Bacteria_16S 2605117 2605145 4 32 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 
strain P925 16S ribosomal RNA, partial sequence 2604168 2605671 Mannheimia glucosida Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
663146 Bacteria_16S 2620659 2620687 4 32 gi|219857252|ref|NR_024883.1| Kluyvera georgiana 
strain ATCC 51603 16S ribosomal RNA, partial sequence 2619736 2621149 Kluyvera georgiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

663146 Bacteria_16S 2635788 2635816 4 32 gi|219857234|ref|NR_024862.1| Citrobacter werkmanii 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 2634842 2636362 Citrobacter werkmanii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
663146 Bacteria_16S 2638930 2638958 4 32 gi|219857232|ref|NR_024860.1| Actinobacillus 
succinogenes strain 130Z 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Actinobacillus. 
663146 Bacteria_16S 2709590 2709630 4 44 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 
663146 Bacteria_16S 2733824 2733852 4 32 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
663146 Bacteria_16S 2735314 2735342 4 32 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
663146 Bacteria_16S 2736804 2736832 4 32 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 


663146 Bacteria_16S 2739725 2739765 4 44 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 
663146 Bacteria_16S 2761953 2761993 4 44 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

663146 Bacteria_16S 2763408 2763436 4 32 gi|219857142|ref|NR_024770.1| Edwardsiella tarda 


strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 2763940 Edwardsiella tarda ATCC 15947 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 
663146 Bacteria_16S 2764924 2764952 4 32 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella ictaluri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 


663146 Bacteria_16S 2766440 2766468 4 32 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

663146 Bacteria_16S 2780146 2780186 4 44 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

663146 Bacteria_16S 2781613 2781653 4 44 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

663146 Bacteria_16S 2783079 2783119 4 44 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

663146 Bacteria_16S 2825240 2825280 4 44 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

663146 Bacteria_16S 2855931 2855959 4 32 gi| 219856887 |ref|NR_024706.1| Pseudomonas flectens 
strain ATCC 12775 16S ribosomal RNA, partial sequence 2854985 2856506 Pseudomonas flectens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 

663146 Bacteria_16S 2892939 2892967 4 32 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

663146 Bacteria_16S 2927945 2927973 4 32 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

663146 Bacteria_16S 2932435 2932463 4 32 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

663146 Bacteria_16S 2947655 2947683 4 32 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

663146 Bacteria_16S 2949145 2949173 4 32 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 


strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
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GCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACAGCCGTAGAGATACGGTTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGGATTATGCCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAAT 
CCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGG 
GACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAA 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGGCGGTAAGGCCCTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTTC 
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GGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACC 
GGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGTCCTGTGTTGCCAGCGCGTTATGGCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTA 
TGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCA 
ACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCG 
GTAACACCCGAAGCCGGTGGCCTAACCCCTCGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 
GGCTGGATCACCTTCCTTTGTAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGGACGAACGCTGGCGGCGTG 
CTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTACCCTGTACTTCGGGATAAGCCTGGGA 
AACTGGGTCTAATACCGGATATGACCTTCCGATGCATGTCGGTGGGTGGAAAGATTTATCGGTACAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAAT 
GGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
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663146 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


663146 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


663146 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


663146 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


663146 Bacteria_16S 


strain IC079 16S 


Proteobacteria; G 


663146 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


663146 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


663146 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


663146 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


3531960 3532000 4 

omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533406 3533446 4 44 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3555080 3555120 4 44 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


44 gi 


gi 


3558264 3558292 4 32 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3559744 3559772 4 32 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3561259 3561287 4 32 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3562780 3562808 4 32 gi 


strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteob 
3564265 3564293 4 32 gi 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3565745 3565773 4 32 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
3567251 3567279 4 32 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3568757 3568785 4 32 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Vibriona 
3576322 3576350 4 32 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3586945 3586973 4 32 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3658355 3658383 4 32 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3659912 3659940 4 32 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3661459 3661487 4 32 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
3667586 3667614 4 32 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
3670598 3670626 4 32 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3672105 3672133 4 32 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673614 3673642 4 32 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


663146 Bacteria_16S 


strain 1846 16S 
Proteobacteria; G 


663146 Bacteria_16S 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 36953 


Proteobacteria; G 


663146 Bacteria_16S 
porcinus strain NM319 16S ribosomal RNA, partial sequence 


3675119 3675147 4 32 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3694867 3694895 4 32 gi 


gi 


ammaproteobacteria; Pasteurellales; Pa 


3531057 3532455 Sarci 


3532506 35339 


3560299 35617 


3563299 3564734 Vibri 


3566301 35677 


3575389 35768 


3585997 35874 


3660516 36619 


3669690 36711 


3674212 36756 


219846555 


219846554 


Sarcina. 

219846540 
1 sequence 
ria; Rhodo 


219846537 
35572 
onaceae; V 
219846536 
35587 
onaceae; V 
219846535 


onaceae; V 
219846534 
sequence 

acteria; V 
219846533 


219846532 
35647 
onaceae; V 
219846531 


onaceae; V 
219846530 
35678 
les; Vibri 
219846525 


ionellacea 
219846518 


ethylococc 
219846466 
sequence 
ria; Alter 
219846465 
quence 

eria; Alte 
219846464 


1lteromonad 
219846459 
36666 
cteriales; 
219846457 


Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


219846454 


Enterobac 
219846441 


steurellac 
219846439 


3696304 3696332 4 32 gi 


ref |NR_026147.1 
na maxima Bacter 


ref|NR_026146.1 


ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref |NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


ibri 
ibri 


ref 
o ne 


onales; 
NR_026125.1 
reis Bacteri 


ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref|NR_026123.1 


ibrio. 
ref |NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio. 
ref|NR_026117.1 


e; Legionella. 
ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026058.1 

3657404 365891 
omonadales; Shew 
ref|NR_026057.1 

3658961 366046 
romonadales; She 
ref|NR_026056.1 


aceae; Glaciecol 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref|NR_026046.1 
nce 367270 
erobacteriales; 
ref|NR_026045.1 
teri 
ref 


aceae; Panto 
NR_026032.1 


eae. 
ref 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Shewanella 
0 Shewanella 
anellaceae; 
Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 
Glaciecola pallidula 


Shewanella. 


90 Glaciecola pallidula Bacteria; 


a. 

Brenneria salicis 

ria salicis ATCC 15712 
eae; Brenneria. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 


NR_026030.1 


3695371 3696836 Actinobacillus porcinus 


Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 


663146 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


663146 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


663146 Bacteria_16S 
strain 536 16S ribosomal RNA, 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


663146 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


halodenitrificans 
halodenitrificans 
Halomonas. 


663146 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


663146 Bacteria_16S 


strain DSS12 16S 


Proteobacteria; G 


663146 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; G 


663146 Bacteria_16S 


lipolyticum strai 
Bacteria; 


663146 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


663146 Bacteria_16S 


strain SW-117 16S 
Proteobacteria; 


663146 Bacteria_16S 
HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
663146 Bacteria_16S 


aliena strain KMM 


Bacteria; 
Pseudoalteromonas 


663146 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; 


663146 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; 


663146 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; 


663146 Bacteria_16S 


3749796 3749824 4 


3798063 3798091 4 


3824024 3824052 4 
Bacteria; Proteobacteria; 


3825555 3825583 4 
16S ribosomal RNA, 


3892586 3892614 4 
Bacteria; 


3913838 3913866 4 


3951238 3951266 4 


3952796 3952824 4 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 


complete sequence 
acteria; Gammaproteobacteria; Pasteure 
663146 Bacteria_16S 
strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


ibosomal RNA, partial sequence 


32 gi|219846401 


3748871 37503 
32 gi| 219846364 
3797117 37986 
32 gi| 219846347 
complete sequence 
Gammaproteobacteria; 
32 219846346 
38245 
llales; 
219846300 


gi 


32 gi 


Gammaproteobacteria; 

32 gi| 219846285 
3912908 39143 
32 gi| 219846258 
3950287 39517 
32 gi| 219846257 
3951843 39533 


Vibrio 


ciricketts 


Pasteurellales; 


Pa 


complete sequence 


Enterobacteriaceae; 


Shewanellaceae; 


ammaproteobacteria; Alteromonadales; Moritellaceae; 


ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 


ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 
ref |NR_025938.1| Haemophilus 

3823071 3824547 Haemophilus 
Pasteurellaceae; 


ref |NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 
steurellaceae; Avibacterium. 
ref|NR_025890.1] Halomonas 

3891636 3893166 Halomonas 
Oceanospirillales; Halomonadaceae; 


ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
Xenorhabdus. 
ref|NR_025848.1| Shewanella violacea 
92 Shewanella violacea Bacteria; 
Shewanella. 
ref|NR_025847.1| Moritella japonica 
48 Moritella japonica Bacteria; 
Moritella. 


4002977 4003005 4 


32 


gi|219846223 


ref |NR_025813.1 


Photobacterium 


40020 


n M37 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionale 


Ss; 


Vibrionaceae; 


46 4003543 Photobacterium lipolyticum 
Photobacterium. 


4028689 4028717 4 


32 


gi|219846204 


ref|NR_025794.1 


Shewanella aquimarina 


4030239 4030267 4 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


ribosomal RNA, partial sequence 


4027757 40292 


32 gi| 219846203 


4029306 40308 


Shewanellaceae; 


55 Shewanella aquimarina Bacteria; 
Shewanella. 
ref|NR_025793.1| Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 

Shewanella. 


Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
4046944 4046972 4 32 gi|219846189|ref 
4045996 4047515 Vibrio ez 


4052875 4052903 4 


32 


3562 16S ribosomal RNA, partial sequence 


219846185 
40519 


gi 


NR_025779.1 
urae Bacteri 


ref|NR_025775.1 
28 4053458 Pseudo 


Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
4055867 4055895 4 32 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
ibosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
4067954 4067982 4 32 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
4069494 4069522 4 32 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
4104169 4104197 4 32 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 


Gammaproteobacter 


663146 Bacteria_16S 


psittacicida stra 


psittacicida Bacteria; 


Volucribacter. 


663146 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


663146 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; 


663146 Bacteria_16S 


strain G3-29 16S 
Proteobacteria; 


663146 Bacteria_16S 


JC2042 
ia; 


4179313 4179341 4 
6S ribo 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


32 gi| 219846094 


somal RNA, partial sequence 4178357 41798 


Gammaproteobacteria; Alteromonadales; Shewanellac 
4186932 4186960 4 32 gi| 219846085 
ribosomal RNA, partial sequence 4186000 41874 


Alteromonadales; 


Gammaproteobacteria; Vibrionales; Vibrion 


aceae; 


Vibrio. 


ia; Vibrionales; Vibrionaceae; Vibrio. 
4124004 4124032 4 32 gi|219846134|ref|NR_025724.1| Volucribacter 

in Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
4130020 4130048 4 32 gi|219846130|ref|NR_025720.1| Aestuariibacter 


rs 


129099 4130537 Aestuariibacter 
Alteromonadaceae; 


ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 


eae; Shewanella. 
ref|NR_025675.1| Vibrio superstes 
86 Vibrio superstes Bacteria; 


4206525 4206553 4 


32 


219846071 


ref|NR_025661.1 


Thioalkalivibrio 


gi 


nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 


4205616 4207035 Thioalkalivibrio 


663146 Bacteria_16S 


translucida st 
translucida Ba 
Pseudoalteromo 


663146 Bacteria_16S 


paragorgicola 
paragorgicola 
Pseudoalteromo 


663146 Fungi_16s 


strain IFM 100 
Actinobacteria 


663146 Fungi_16s 


strain IFM 078 
Actinobacteria 


663146 Fungi_16s 


strain IFM 057 
Actinobacteria 


663146 Fungi_16s 


strain IFM 100 
Actinobacteria 


663146 Fungi_16s 


strain YZ-96 1 
Actinobacteria 


663146 Fungi_16s 


strain IFM 024 
Actinobacteria 


663146 Fungi_16s 


strain IFM 100 
Actinobacteria 


4214142 4214170 4 32 gi 
rain KMM 520 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobacter 
nas. 

4215696 4215724 4 32 gi 
strain KMM 3548 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Gammaproteobact 
nas. 


1 
er 


926 965 4 43 gi 
35 16S ribosomal RNA, partial sequence 1 

Actinobacteridae; Actinomycetales; Cory 
2435 2474 4 43 gi 
4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Coryne 
3973 4012 4 43 gi 
5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Coryne 
5533 5572 4 43 gi 
84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Coryne 
7089 7128 4 43 gi 
6S ribosomal RNA, partial sequence 6163 
Actinobacteridae; Actinomycetales; Coryne 
8591 8630 4 43 gi 
5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Coryne 
10077 #10116 4 43 gi 
88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Coryne 


: ne 


’ 


’ 


’ 


, 


’ 


, 


663146 Fungi_16s 


yamanashiensis 
yamanashiensis 


Nocardiaceae; Nocardia. 
673080 Bacteria_16S 


strain YIM 315 
Actinobacteria 


673080 Bacteria_16S 


strain LM 161 
Actinobacteria 


673080 Bacteria_16S 


strain ATCC 39 


Bacteria; Actinob 


Kribbella. 


673080 Bacteria_16S 


strain HD9 16S 
Actinobacteria 


673080 Bacteria_16S 


thiodismutans 


thiodismutans Bac 
Desulfonatronum. 
673080 Bacteria_16S 


maanshanensis 


maanshanensis Bac 
Rho 
673080 Bacteria_16S 


Nocardiaceae; 


albatum strain 


Bacteria; Actinob 
Kibdelosporangium. 
673080 Bacteria_16S 
namibiensis strai 
namibiensis Bacte 
Thermomonosporace 
673080 Bacteria_16S 
strain A290 16S r 


Actinobacteria 
Actinomadura. 


673080 Bacteria_16S 
erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 
673080 Bacteria_16S 


11558 11597 4 43 gi 
strain IFM 0265 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacterid 


al 
ae 


461816 461751 54 119 


gi 
30 
; Actinobacteridae; Actinomycetales; Prop 
1299803 1299738 54 119 gi 
16S ribosomal RNA, complete sequence 
; Actinobacteridae; Actinomycetales; Prop 
2659656 2659591 54 119 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


io 


io 


419 
al 


4109734 4109669 54 119 
ribosomal RNA, partial sequence 
; Actinobacteridae; Actinomycetales; Prop 
2235931 2235871 59 119 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


gi 
io 
str 


qu 
er 


2195025 2194963 54 116 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 
1665459 1665394 54 119 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


str qu 


e; 


R nc 


al 


1746292 1746227 54 119 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 
2310513 2310448 54 119 
ibosomal RNA, partial sequence 
; Actinobacteridae; Actinomycetales; 


1 
A 


gi 


Strept 
2658135 2658074 54 115 gi 
NRRL B-3381 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Aeromicrobium. 


219846065 
equence 
ia; Altero 


219846064 


265678352 


265678351 


265678350 


265678349 


265678348 


265678342 


219857197 


219857175 


265678743 
16S ribosomal RNA, partial sequence 461374 46285 


219846779 
1299363 13008 


219857217 


219846145 
4109294 41108 


219857575 


219857602 


219878431 


219878376 


219857522 


2310109 23115 


219857218 


ref|NR_025655.1 


monadales; 


ref|NR_025654.1 
sequence 
ia; Alteromonadales; 
ref|NR_028654.1 

Nocardia arth 
eae; Nocardiace 
ref|NR_028653.1 

Nocardia pneu 
eae; Nocardiace 
ref |NR_028652.1 

Nocardia arao 
eae; Nocardiace 
ref |NR_028651.1 

Nocardia higo 
eae; Nocardiace 
ref|NR_028650.1 


1514 
bacterin 


3016 
bacterin 


4565 
bacterin 


6112 
bacterin 


7670 
bacterineae; Nocardiace 
ref|NR_028644.1 

Nocardia asia 
eae; Nocardiace 
ref |NR_024825.1 

Nocardia sien 
eae; Nocardiace 
ref |NR_024803.1 
e 10639 12137 
mycetales; Cory 


9123 
bacterin 


10588 
bacterin 


sequenc 
3; Actino 
ref |NR_029048.1 
4 Kribbella ant 
ineae; Nocardio 
ref |NR_026371.1 
72 Kribbella kor 
ineae; Nocardio 
ref|NR_024845.1 
38 2660707 Kribb 
ionibacterineae 


nibacter 


nibacter 


26592 
es; Prop 
ref|NR_025735.1 
10 Kribbella jej 
ineae; Nocardio 
ref|NR_025163.1 

2235498 22369 
lfovibrionales; 


nibacter 


ence 
ia; Desu 
ref|NR_025190.1 
ence 194621 21960 


Actinomycetales; Coryn 


ND 


ref|NR_025570.1 
31 1666519 Kibde 
donocardineae; 


16650 
Pseu 


e 
es; 


ref|NR_025515.1 
1745863 17473 
etales; Strepto 


sequence 
ctinomyc 


ref|NR_025110.1 
29 Actinomadura 
osporangineae; Thermomo 
ref |NR_024846.1 

2657714 26591 
ales; Propionib 


equence 
inomycet 


’ 


2724176 2724111 54 119 


gi 


219857172 


ref|NR_024800.1 


4213214 421471 
Pseud 


4214764 421626 
Pse 


a 


a 


a 


a 


a 


a 


n 


i 


i 


e 


v 


i 


a 


3 
e 


1 
P 


0 
s 


n 


8 
a 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


Nocardia arthritidis 
ritidis Bacteria; 
e; Nocardia. 
Nocardia pneumoniae 
moniae Bacteria; 
e; Nocardia. 

Nocardia araoensis 
ensis Bacteria; 
e; Nocardia. 

Nocardia higoensis 
ensis Bacteria; 
e; Nocardia. 

Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
a 


e; Nocardia. 
Nocardia asiatica 

tica Bacteria; 

e; Nocardia. 

Nocardia sienata 

ata Bacteria; 

e; Nocardia. 

Nocardia 

Nocardia 

ebacterineae; 


Kribbella antibiotica 
ibiotica Bacteria; 
daceae; Kribbella. 
Kribbella koreensis 
eensis Bacteria; 
daceae; Kribbella. 
Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Kribbella jejuensis 

uensis Bacteria; 

daceae; Kribbella. 
Desulfonatronum 

8 Desulfonatronum 

Desulfonatronumaceae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Actinomadura mexicana 
mexicana Bacteria; 
osporaceae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Longispora albida 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 


673080 Bacteria_16S 
minutisporangium 


Frankineae; 


2797562 2797497 54 119 


osporangiaceae; Cryptosporangium. 
2826244 2826179 54 119 


gi 


strain IFO 15962 16S ribosomal RNA, pa 
Cryptosporangium minutisporangium Bacte 
Crypt 
673080 Bacteria_16S 
strain IFO 12702 


gi 


16S ribosomal RNA, partial sequence 2825825 28272 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


673080 Bacteria_16S 
strain DSM 43067 


3254291 3254226 54 119 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
673080 Bacteria_16S 
strain IFO 15965 


3902734 3902669 54 119 


gi 


16S ribosomal RNA, partial sequence 3253877 32553 
ptosporanginea 


Stre 


gi 


16S ribosomal RNA, partial sequence 3902319 39037 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


673080 Bacteria_16S 
strain DSAl1 16S r 


4111301 4111236 54 119 
ibosomal RNA, partial sequence 


gi 


4110861 41123 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


673080 Bacteria_16S 
japonicum strain 
japonicum Bacteri 
Cryptosporangium. 
673080 Bacteria_16S 
multipartita DSM 


342815 342751 54 118 


1161157 1161093 55 119 


gi 


YU 636-3 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


44233 16S ribosomal RNA, partial seque 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nakamurella. 


673080 Bacteria_16S 
aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 

673080 Bacteria_16S 
gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 

673080 Bacteria_16S 
strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 

673080 Bacteria_16S 
cellulans strain 
cellulans Bacteri 
Promicromonospora 
673080 Bacteria_16S 
strain CE40 16S r 


673080 Bacteria_16S 
strain 27 16S rib 


673080 Bacteria_16S 
strain ST26 16S r 


omycetales; Frankineae; Na 
2573865 2573805 59 119 gi|219857285|ref|NR_024916.1 
n ALA-3 16S ribosomal RNA, partial sequence 2573428 257495 
ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; De 
3767373 3767313 59 119 gi| 219846386 |ref|NR_025977.1 
SEBR 2840 16S ribosomal RNA, partial sequence 3766971 376838 
ia; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
103387 103325 54 116 gi|265678994|ref|NR_029302.1 
21 16S ribosomal RNA, partial sequence 102976 104435 Tsuka 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; T 
118729 118667 54 116 gi| 265678983 |ref|NR_029291.1 
DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
ceae; Cellulosimicrobium. 
123320 123258 54 116 gi|265678980|ref|NR_029288.1 
ibosomal RNA, partial sequence 122905 124298 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
136937 136875 54 116 gi|265678971|ref|NR_029279.1 
osomal RNA, partial sequence 136495 13800 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
138496 138434 54 116 gi|265678970|ref|NR_029278.1 
ibosomal RNA, partial sequence 138055 139531 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
140025 139963 54 116 gi| 265678969 |ref|NR_029277.1 


673080 Bacteria_16S 
strain ST50 16S r 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 
coprophilus strai 
coprophilus Bacte 


Rhodococcus. 


673080 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 
673080 Bacteria_16S 
strain AS4.0578 1 


245608 245546 54 116 


449600 449538 54 116 


Saccharothrix. 
877559 877497 54 


ae; 
116 


139582 14105 


Micr 
gi 


n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


gi 


ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


gi 


6S ribosomal RNA, partial sequence 877138 87856 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


673080 Bacteria_16S 
strain NRRL B-161 
Bacteria; Actinob 


Lentzea. 


673080 Bacteria_16S 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 


880566 880504 54 116 
37 16S ribosomal RNA, partial 


912769 912707 54 116 


gi 


sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


219857118 


219856906 


kineae; 
219846751 


219846293 


kineae; 
219846144 


265678829 
quence 


228721225 
nce 


ococcineae; 
265678898 
equence 


265678755 


265678460 


265678458 
ales; 


265678436 


ref 
rtial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 
96 Sporichthya polymorpha Bacteria; 
Sporic 
ref 
21 Actinomadura madurae Bacteria; 


ref 
83 Cryptosporangium arvum Bacteria; 
Crypto 
ref 
76 Kribbella solani Bacteria; 
ionibacterinea 
ref 
342395 343854 
ales 


ref 
1160739 1162206 Nakamu 


8 Sanguibacter 


Sa 


ref 
245166 246646 
Actinomycetal 


ref 
al sequence 449186 450615 
e; Actinomycet 


ref 
3 Lentzea flaviverrucosa Bacteria; 
donocardineae; 
ref 
880129 881579 Lentze 
Pseudonocardineae; Actinosynnemataceae; 


ref 


NR_024746.1 
279714 
NR_024727.1 


hthyaceae; S 
NR_026343.1 


e; Thermomon 


NR_025883.1 


sporangiacea 
NR_025734.1 


e; Nocardioi 
NR_029134.1 


; Frankineae 


NR_027604.1 


nguibacterac 
NR_029206.1 


es; Coryneba 
NR_029060.1 
ales; Pseudo 
NR_028763.1 


Actinosynne 
NR_028760.1 


NR_028738.1 
912332 


Cryptosporangium 
5 2798614 


Sporichthya polymorpha 


porichthya. 
Actinomadura madurae 


osporaceae; 
Cryptosporangium arvum 


e; Cryptosporangium. 
Kribbella solani 


daceae; Kribbella. 
Cryptosporangium 
Cryptosporangium 

; Cryptosporangiaceae; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Desulfovibrio 
7 Desulfovibrio 


ulfovibrionaceae; 


Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 
Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Rhodococcus 
Rhodococcus 

cterineae; Nocardiaceae; 


Saccharothrix 
Saccharothrix 
nocardineae; 


Lentzea flaviverrucosa 
mataceae; Lentzea. 


Lentzea californiensis 
a californiensis 


Lechevalieria 
913840 Lechevalieria 


aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 


673080 Bacteria_1 
auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
673080 Bacteria_1 
tukisamuensis str 
tukisamuensis Bac 
Rho 
673080 Bacteria_1 
DSM 10542 16S rib 


Nocardiaceae; 


6S 1031070 1031008 54 116 gi 
n TT1-11 16S ribosomal RNA, partial se 


ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
dococcus. 

6S 1348888 1348826 54 
osomal RNA, partial sequence 


116 gi 


265678357 
quence 


uence 
e; Actinomycet 


228720600 
1348448 13499 


ref 


ref 


NR_028659.1 


1030633 103211 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
e; Micromonospora. 
6S 1075041 1074979 54 116 gi| 265678327 |ref|NR_028629.1 


1074605 107593 
Coryne 


ales; 


NR_027595.1 


Micromonospora 
4 Micromonospora 
osporineae; 


Rhodococcus 
5 Rhodococcus 


bacterineae; 


Sanguibacter keddieii 


42 Sanguibacter keddieii DSM 10542 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 
673080 Bacteria_16S 1439669 1439607 54 116 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
673080 Bacteria_16S 1451794 1451732 54 116 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
673080 Bacteria_16S 1494176 1494114 54 116 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
673080 Bacteria_16S 1530258 1530192 53 119 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
673080 Bacteria_16S 1531796 1531734 54 116 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
673080 Bacteria_16S 1537863 1537801 54 116 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
673080 Bacteria_16S 1540972 1540910 54 116 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
673080 Bacteria_16S 1542532 1542470 54 116 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
673080 Bacteria_16S 1575475 1575413 54 116 gi|219856867|ref|NR_024686.1| Lentzea waywayandensis 


strain JCM 9114 1 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


673080 Bacteria_16S 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


673080 Bacteria_16S 


strain DSM 46000 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
673080 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


673080 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


673080 Bacteria_16S 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 


1726413 1726351 54 116 gi 
DSM 44223 16S ribosomal RNA, partial s 


Mycobacterium. 
1805344 1805282 54 116 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1806882 1806820 54 


al 
e; 


’ 


116 gi 
oc 
1866373 1866311 54 116 gi 
4 16S ribosomal RNA, partial sequence 


2102681 2102619 53 115 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2305957 2305895 54 116 gi 
in ATCC BAA-173 16S ribosomal RNA, compl 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

2343702 2343640 54 


e 
ib 


v 


116 gi 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
673080 Bacteria_16S 


do 
219878390 
eq 
a; Actinobacteria; Actinobacteridae; Act 


219878332 


219878331 
16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
673080 Bacteria_16S 219878290 
omonospori 
219878118 


219857525 


219857498 


nocardineae; 
ref 
uence 
inomycetales 
ref 
sequenc 
Actinomycet 


ref 


; Ce 
ref 


occineae 


18659 
neae 
ref 

21022 
rionales 


; De 
ref 
ence 


ceta 


ete sequ 
Actinomy 


ref 


1725987 17274 


e 1804913 18063 


35 1867442 Asano 


11 2103776 Desul 


Actinosynne 
NR_025529.1 
7 
t 


; Corynebac 


NR_025471.1 
9 
Cc 


ales; Micro 


NR_025470.1 


1llulomonadac 
NR_025429.1 
a 

; Micromonos 
NR_025257.1 
£ 
sulfohalobia 
NR_025113.1 
230551 


les; Coryneb 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Mycobacterium 

1 Mycobacterium 

erineae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 

Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Tsukamurella 

7 2307028 Tsukamurella 
acterineae; 


NR_025086.1 


Actinopolymorpha 


2343294 2344735 Actinopolymorpha 


singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


Actinopolymorpha. 


673080 Bacteria_16S 


strain DNP505 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
673080 Bacteria_16S 


strain FI-25796 1 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


673080 Bacteria_16S 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


673080 Bacteria_16S 


strain IFO 16295 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


673080 Bacteria_16S 


strain IFO 12513 


673080 Bacteria_ 
strain IFO 13911 


673080 Bacteria_ 
strain IFO 14915 


673080 Bacteria_ 
strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


673080 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


673080 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


673080 Bacteria_16S 


strain Lp2 16S ri 
Actinobacteria; A 


673080 Bacteria_16S 


strain JCM 9312 1 
Actinobacteria; A 
Catenuloplanes. 


673080 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


673080 Bacteria_16S 


IFO 16102 16S rib 
Actinobacteria; A 


673080 Bacteria_16S 


strain IFO 16068 
Actinobacteria; A 


673080 Bacteria_16S 


thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 


673080 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


2496725 2496663 54 116 
ribosomal RNA, partial sequence 


gi 


2593932 2593870 54 116 gi 


2746561 2746499 54 116 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2759974 2759912 54 116 gi 

15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
2770487 2770425 54 


116 gi 


2796040 2795978 54 116 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 


2799083 2799021 54 116 gi 


6S 2800606 2800544 54 116 gi 


6S 2802127 2802065 54 116 gi 


6S 2803648 2803586 54 116 gi 


2805170 2805108 54 116 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
2806692 2806630 54 116 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 


ne 
ne 
e; 


en 
al 


ne 


al 
e; 


i 
; 


2 
1 
; 


2808214 2808152 54 116 gi 
in IFO 12511 16S ribosomal RNA, partia 


e; Actinoplanes. 
2814189 2814127 54 116 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2829318 2829256 54 116 gi 


gi 


ctinobacteridae; Actinomycetales; Micr 


2890931 2890869 54 116 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2939474 2939412 54 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
2954595 2954533 54 116 gi 


116 gi 


ctinobacteridae; Actinomycetales; Cory 
2980461 2980399 54 116 gi 
rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
2986574 2986512 54 116 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 


’ 


673080 Bacteria_16S 


eria; Actinobacteria; Actinobacteridae; 


1 


v 


oc 


se 


do 


ne 


qu 


ar 
da 


eq 


219857385 
2496307 24977 
bacterin 
219857272 
6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
673080 Bacteria_16S 


219857146 
ce 27 
es; 


219857137 
16S ribosomal RNA, partial sequence 2770058 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
673080 Bacteria_16S 


219857117 
16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857116 
16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857115 
16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857114 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


673080 Bacteria_16S 


omonosp 
219857113 
seque 
Actin 


19857112 
seque 
Actin 


219857111 
seque 
Actin 


219857107 
2813767 28152 
occineae 
219856904 
6S ribosomal RNA, partial sequence 2828900 28303 
omonospori 


219856862 
quence 
Actinomyc 


219856830 
2939058 29405 
nocardin 
219856820 
16S ribosomal RNA, partial sequence 2954180 29556 
bacterin 
219846936 
ence 

ae; 


v 


219846932 
tial seq 


e; 


3022960 3022898 54 116 gi 


219846908 


bacterin 
219857156 
uence 

Acti 


bacte 
219857119 
sequ 
Acti 


595 


Pseu 


715 


rin 


e 
n 


ne 


0 
fo} 


01 
ri 


0 
fo} 


16 
ri 


0 
fo} 


31 
ri 


047 
ori 


nce 


omy 


nce 
omy: 


nce 
omy 


v 


Actino: 


Actin 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 


10 Mycobacterium 
eae; 


nomycet 


56 2761026 Actino 


donocardineae; Actinosynnemataceae; 


e 2795622 27970 
omycet 


36 Actinoplanes 
neae; 


59 Actinoplanes 
neae 


80 Actinoplanes 
neae 


01 Actinoplanes 


neae 


ceta 


ceta 


09 Tetrasphaera 


etal 


myce 


uenc 
omyc 


ref |NR_024973.1 
Nocardiace 
ref |NR_024903.1 
Mycobacteri 
ref|NR_024784.1 

2746146 274749 
ales; Coryne 


ref|NR_024774.1 


ref |NR_024765.1 
Nocardiacea 
NR_024747.1 
9 


ref 


ales; Micro 


ref|NR_024745.1 
3 Micromonos 


ref|NR_024744.1 


; Micromonos 


ref |NR_024743.1 


; Micromonos 


ref |NR_024742.1 


; Micromonos 
ref |NR_024741.1 

2804752 280622 
les; Micromo 


ref|NR_024740.1 
2806275 280774 
les; Micromo 


NR_024739.1 
2807796 280926 
les; Micromo 
ref|NR_024735.1 


In 
ref 


trasporangia 
NR_024725.1 


; Micromonos 


ref|NR_024681.1 

2890502 289195 
es; Micromon 
ref|NR_024649.1 
Actinosynne 
ref |NR_024639.1 
Gordoniacea 
ref |NR_026528.1 

2980041 298152 
tales; Strep 
ref|NR_026524.1 
e 298615 
etales; Cory 


a 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
eae; 


e; Rhodococcus. 
Mycobacterium tusciae 
tusciae Bacteria; 

aceae; Mycobacterium. 
Rhodococcus 

3 Rhodococcus 

bacterineae; 


Actinokineospora 
kineospora terrae 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 
eae; 


e; Rhodococcus. 
Actinoplanes 
4 Actinoplanes 


monosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 
neae 


poraceae; 
Actinoplanes 
8 Actinoplanes 


osporineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
eae; 


mataceae; Lentzea. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
eae; 


e; Gordonia. 
Streptomyces 

6 Streptomyces 

tomycineae; 


Rhodococcus 
6 2987629 Rhodococcus 
nebacterineae; 


ref|NR_026500.1 
3022528 302398 


Gordonia 
4 Gordonia 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; Gor 


673080 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


673080 Bacteria_16S 


strain DSM 43040 


strain DSM 43039 


strain DSM 43151 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


673080 Bacteria_16S 


DSM 803 16S ribos 


donia. 
3103004 3102942 54 


e; Verrucosispora. 
3330249 3330187 54 


3331777 3331715 54 


3333272 3333210 54 


3334766 3334704 54 


e; Actinoplanes. 
3340807 3340745 54 


omal RNA, partial sequence 


116 


116 


116 


116 


116 


gi|219846853 


in HR1-2 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi| 219846698 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
673080 Bacteria_16S 


gi|219846697 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
673080 Bacteria_16S 


gi|219846696 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
673080 Bacteria_16S 


gi|219846695 


in DSM 43805 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


Actinomy 


gi|219846690 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


Micromonospora. 


673080 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


673080 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


673080 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


673080 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


673080 Bacteria_16S 


strain DSM 9580 1 


3343853 3343791 54 


3345381 3345319 54 


3346907 3346845 54 


3348433 3348371 54 


3351490 3351428 54 


19 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


116 


116 


813 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


116 


3171 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


116 


3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


116 


sequence 


gi|219846688 
33434 
Micr 


gi|219846687 
33449 
Micr 


gi| 219846686 
33464 
Micr 


gi|219846685 
33480 


Micr 


gi| 219846683 


6S ribosomal RNA, partial sequence 3351066 33525 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


673080 Bacteria_16S 


strain DSM 43852 


3397111 3397049 54 


116 


gi|219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


673080 Bacteria_16S 


strain DSM 20550 


3455621 3455559 54 


116 


gi| 219846606 


16S ribosomal RNA, partial sequence 3455187 34566 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


673080 Bacteria_16S 


strain DSM 20133 


3469313 3469251 54 


116 


gi| 219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


673080 Bacteria_16S 


strain DSM 43205 


3472341 3472279 54 


116 


gi|219846594 


16S ribosomal RNA, partial sequence 3471913 34733 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


673080 Bacteria_16S 


strain DSM 4954 1 


3475399 3475337 54 


116 


gi|219846592 


6S ribosomal RNA, partial sequence 3474975 34764 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


673080 Bacteria_16S 
ain DSM 43752 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


673080 Bacteria_16S 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


673080 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


3476926 3476864 54 


dococcus. 
3617014 3616952 54 
acteria; 


3712371 3712309 54 


acteria; 


673080 Bacteria_16S 


3713832 3713770 54 


116 


116 


Ko2 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


116 


116 


gi|219846591 
sequenc 


gi|219846494 
36165 
Cory 


gi|219846428 


in 253 16S ribosomal RNA, partial sequence 37119 
Actinobacteridae; Actinomycetales; 


Micr 


gi|219846427 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


Actinomycetales; 


omonosporineae Hi 


Actinomycetales; 


ref|NR_026445.1| Verrucosispora 
102586 3104047 Verrucosispora 
Micromonosporineae; 


Ww 


ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 
Micromonosporaceae; Pilimelia. 
ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_026287.1| Actinoplanes 

3334351 3335794 Actinoplanes 
cetales; Micromonosporineae; 


ref|NR_026282.1| Micromonospora rosaria 
monospora rosaria Bacteria; 
neae; Micromonosporaceae; 


ref|NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 
omonosporineae; Micromonosporaceae; 


ref|NR_026279.1| Micromonospora 
50 3346425 Micromonospora aurantiaca 
omonosporineae; Micromonosporaceae; 


ref|NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


ref|NR_026275.1| Agrococcus jenensis 
38 Agrococcus jenensis Bacteria; 

; Microbacteriaceae; Agrococcus. 
ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_026198.1| Arthrobacter agilis 
68 Arthrobacter agilis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026188.1| Arthrobacter citreus 
48 Arthrobacter citreus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026186.1] Rhodococcus opacus 
93 Rhodococcus opacus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026184.1| Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 
eae; Nocardiaceae; Rhodococcus. 

ref |NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 
Corynebacterineae; 


ref|NR_026086.1| Mycobacterium 
66 3618027 Mycobacterium komossense 
nebacterineae; Mycobacteriaceae; 


ref|NR_026019.1| Actinoplanes 
82 3713392 Actinoplanes auranticolor 
omonosporineae; Micromonosporaceae; 


ref|NR_026018.1| Actinoplanes 
3713443 3714853 Actinoplanes 


673080 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 


strain MCRL 0044 


strain A288 16S r 


Actinomadura. 


673080 Bacteria_16S 


strain A10 16S ri 


Actinomadura. 


673080 Bacteria_16S 


strain AC 615 16S 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


673080 Bacteria_16S 
in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


673080 Bacteria_16S 


strain DF-32 16S 


Microbispora. 


673080 Bacteria_16S 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


673080 Bacteria_16S 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


673080 Bacteria_16S 


obscurus DSM 4316 


4210577 4210515 54 


Saccharothrix. 
265114 265053 54 


16S ribosomal RNA, partial sequence 264725 266134 Kutzneria vir 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
673080 Bacteria_16S 


404762 404697 54 


469328 469263 54 


838346 838281 54 


1090098 1090033 54 


Nonomuraea. 
1099067 1099002 54 


eae; 


eae; Acrocarpospora. 


1108185 1108120 54 


1170269 1170208 54 


1280243 1280182 54 


1344286 1344221 54 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


116 


115 


119 


119 


119 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 


119 


119 


119 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


115 


115 


119 


gi 


gi 


gi 


404351 405830 Actinomadura 


Streptosporangineae; 


gi 


468944 470395 Actinomadura 


Streptosporangineae; 


gi 


219846068 


n SA 233 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; 
673080 Bacteria_16S 


265678883 


265678785 


265678738 


265678487 


Actinomycetales; 


donocardineae; 


ref|NR_025658.1 


ref|NR_029189.1 


ref|NR_029090.1 


ref|NR_029043.1 


ref |NR_028790.1 


837961 839417 Nonomuraea ru 


Stre 


gi 


gi 


gi 


265678316 


ain A-5 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


265678310 


265678303 


1107766 11092 


Stre 


gi 


228719618 


1169826 11712 


gi 


219846091 


1279854 12812 


gi 


0 16S ribosomal RNA, partial sequence 


228721038 
13438 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Geodermatophilus. 


673080 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; R 


1705160 1705099 54 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


673080 Bacteria_16S 


strain DSM43926 1 


1788461 1788396 54 


2309000 2308935 54 


ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; Thermoleophil 
673080 Bacteria_16S 


115 


119 


119 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


673080 Bacteria_16S 


silvatica strain 
silvatica Bacteri 


malaysiensis stra 


2598523 2598474 70 


ridia; Clostridiales; 


2692582 2692517 54 


Planotetraspora. 
2750925 2750860 54 


Streptosporangiaceae; Microtetraspora. 


673080 Bacteria_16S 
JCM 9374 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


673080 Bacteria_16S 


strain JCM 9373 1 


2752419 2752354 54 


eae; Planomonospora. 


2753915 2753850 54 


119 


119 


119 


119 


119 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 


673080 Bacteria_16S 


2818753 2818688 54 


119 


gi 


219878404 


1704738 17061 


gi 


gi 


Streptosporangineae; 


gi 


gi 


TT 00-51 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangiaceae; 
673080 Bacteria_16S 


gi 


in H47-7 16S ribosomal RNA, partial sequence 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


Streptosporangineae; 


gi 


219878343 


n BC448 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


219857523 


6S ribosomal RNA, partial sequence 2308611 23100 


219857269 


16S ribosomal RNA, partial sequence 2598095 25994 
Peptococcaceae; 


219857193 


219857152 


219857151 


219857150 


6S ribosomal RNA, partial sequence 2753496 27549 


219856911 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 


ptosporangineae; 


e; Actinomycetales; 


1 sequence 
Actinomycetales; 


ptosporangineae; 


Desulfotomaculum. 


ref|NR_028618.1 


ref|NR_028612.1 


ref|NR_028605.1 
07 Microbispora 


ref|NR_027583.1 
94 Thermobispora 


ref|NR_025681.1 
10 Aeromicrobium 


Propionibacterineae; 


ref |NR_027601.1 


ref|NR_025543.1 


aceae; 
ref |NR_025482.1 


etales; 


ref|NR_025111.1 
58 Nonomuraea tu 


ref|NR_024900.1 
55 Desulfotomacu 


ref|NR_024821.1 
ales; 
ref|NR_024780.1 
ref|NR_024779.1 
ales; 


ref|NR_024778.1 


ref |NR_024732.1 


Pseudonocardiaceae; 


Saccharothrix 


4210162 4211590 Saccharothrix 
Pseudonocardineae; 


Kutzneria viridogrisea 
idogrisea Bacteria; 
Kutzneria. 
Actinomadura meyerae 
meyerae Bacteria; 


Thermomonosporaceae; 


Actinomadura latina 
latina Bacteria; 


Thermomonosporaceae; 


Nonomuraea rubra 
bra Bacteria; 


Streptosporangiaceae; Nonomuraea. 


Nonomuraea 


1089685 1091137 Nonomuraea 
Streptosporangineae; 


Acrocarpospora 


1098650 1100098 Acrocarpospora 
Streptosporangineae; 


Microbispora corallina 
corallina Bacteria; 


Streptosporangiaceae; 


Thermobispora bispora 
bispora DSM 43833 


Pseudonocardineae; Pseudonocardiaceae; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Geodermatophilus 


50 1345331 Geodermatophilus obscurus DSM 
; Frankineae; Geodermatophilaceae; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
Thermoleophilum. 


Blastococcus 


1788037 1789519 Blastococcus 
Frankineae; Geodermatophilaceae; 


Nonomuraea turkmeniaca 
rkmeniaca Bacteria; 


Streptosporangiaceae; Nonomuraea. 


Desulfotomaculum putei 
lum putei Bacteria; 


Planotetraspora 


2692168 2693639 Planotetraspora 
Streptosporangineae; 


Microtetraspora 


2750506 2751949 Microtetraspora 
Streptosporangineae; 


Planomonospora 


2752000 2753445 Planomonospora 
Streptosporangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 
Streptosporangiaceae; 


Planomonospora 


2818334 2819777 Planomonospora 


venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


673080 Bacteria_16S 


parontospora subs 


Actinomycetales; 


673080 Bacteria_16S 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae; 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


673080 Bacteria_16S 
in DSM 10349 16S ribosomal RNA, partia 


aeronauticum stra 
aeronauticum Bact 


673080 Bacteria_16S 


strain DSM 43678 


strain DSM 43311 


eae; Planomonospora. 
2821740 2821675 54 
p- 


Streptosporangineae; 


3010820 3010755 54 


Modestobacter. 
3246870 3246821 70 


ae; 


Firmicutes; 
3249793 3249728 54 


eria; 


3251293 3251228 54 


119 


antibiotica Bacteria; Actinobacteria; 


119 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


673080 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


673080 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


673080 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


673080 Bacteria_16S 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
Streptosporangium. 
673080 Bacteria_16S 
rain A-184 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacteridae; 


album strain DSM 
Bacteria; Actinob 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 


673080 Bacteria_16S 


strain FD 25934 1 


3366917 3366852 54 
n DSM 43180 
eae; Streptosporangium. 
3368417 3368352 54 
DSM 44127 
eae; Streptosporangium. 
3369913 3369848 54 
M 44125 16S 
eae; Streptosporangium. 
3371412 3371347 54 


3724432 3724371 54 


Actinomadura. 
3727346 3727285 54 


ae; 


16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


119 


119 


119 


119 


115 


115 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


673080 Bacteria_16S 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


673080 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


673080 Bacteria_16S 


strain IFO 15474 


3728800 3728739 54 


Actinomadura. 
3840067 3840002 54 


ae; 


3901213 3901148 54 


115 


119 


119 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 


673080 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


673080 Bacteria_16S 
rain 16910a 16S ribosomal RNA, 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


673080 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


673080 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


4218223 4218158 54 


Actinomadura. 
10765 10705 


ae; 
59 
cteria; Proteobacteria; 


1106634 1106570 55 


1316653 1316605 68 


673080 Bacteria_16S 


2820245 2820181 55 


bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


119 


119 


119 


116 


119 


gi 


gi 
Stre 


gi 


16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


partial 


gi 


gi 


gi 


partial 


gi 


6S ribosomal RNA, partial sequence 3726957 372 


Stre 


gi 


gi 


B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 
Stre 


gi 


gi 


complet 
Deltaproteobac 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


219856909 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 


Streptosporangiaceae; Planomonospora. 
119 gi|219846916|ref|NR_026508.1 
equence 3010413 301189 
Actinomycetales; Franki 
119 gi| 219846756 |ref|NR_026348.1 
1 sequence 3246473 324794 
Clostridia; Clostridiales; Peptococcaceae; Des 
119 gi|219846754|ref|NR_026346.1 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 


219846753 


16S ribosomal RNA, partial sequence 3250880 32523 
ptosporangineae; 


219846672 
sequence 
Actinomyc 


219846671 
sequence 


219846670 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 


inomycetal 


219846669 
nce 33709 
ales; 


219846418 


sequence 


219846416 
83 


219846415 
1 sequence 
idae; 


219846335 
ce 38396 
ales; 


219846294 


16S ribosomal RNA, partial sequence 3900794 39022 
ptosporangineae; 


219846062 


in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae 


265679056 
e sequence 
teria; Des 


265678304 
11062 
ales; Stre 


228715851 


1316224 13177 


gi 


ales; Micr 
219856910 


Actinomycetale 


Streptosporangineae 


Actinomycetales; 


Actinomycetales; 


Frankineae; 


; Actinomyceta 


Strept 


ref |NR_024730.1 


partial sequen 


Streptosp 


ref |NR_026345.1 


Streptosp 


ref|NR_026264.1 
3366504 336795 
etales; Streptos 


ref|NR_026263.1 
3368004 336944 
s; Streptosp 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


ref|NR_026261.1 
99 3372445 Strept 


ref|NR_026009.1 
3724040 372545 
Strep 


ref|NR_026007.1 


Thermomon 


ref|NR_026006.1 
3728410 372981 
Str 


ref|NR_025925.1 
32 3841072 Blasto 
Geoderma 


ref |NR_025884.1 
68 Herbidospora 
Streptosp 


ref|NR_025652.1 
4217823 421929 
les; Strepto 


ref |NR_029364.1 
10342 11910 
ulfovibrionales; 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae; 


ref|NR_027540.1 


ococcineae; Trop 


osporangineae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Modestobacter 
4 Modestobacter 
neae; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
Streptosporangineae; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Actinomadura 
0 Actinomadura 


tosporangineae; 


Actinomadura macra 


59 Actinomadura macra Bacteria; 
ptosporangineae; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Blastococcus 
coccus aggregatus 


tophilaceae; 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 


ref |NR_024731.1 


Planobispora rosea 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 


CACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAG 
AAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTC 
GTCCGTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGA 
TATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGA 
TGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTG 
TTGCCAGCAAGTAAAGTTGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCAC 
ACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAA 
GTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCC 
GGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACTNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGA 
GCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTACCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGA 
TATGACCTTCCGATGCATGTCGGTGGGTGGAAAGATTTATCGGTACAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGAC 
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CGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCCGTGAAAACTTGGGGC 
TCAACCCCAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGT 
GGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTA 
GGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTC 
GGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCG 
GGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGT 
ACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATC 
GCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTG 
GGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAGAAAGATTCCTTCGGGATGACAT 
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TACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCT 
TGTCGCGTCGACTGTGAAAACCCGCGGCTCAACCGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCTGTGCCGCACTAACGCATTAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCTG 
CAGAGATGTGGGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTT 
CGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGC 
TTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCC 
GTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCG 
AAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGTGGATNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCGAACGCAGTCGGCGTTGCCTAACACATGCAAGTCGTGGGGCAGCAGGCCGGTTCCTT 
CGGGAACCGGTGCTGGCGACCGGCGAACGGGTGAGTAACGCGTGAGCAACCTACCCCGAGGAGGGGGATAACCCGGGGAAACCCGGGCTAATACCCCATAAGCGC 
ACGTCCCGCATGGGACGTGTGTAAAGGCGGCCTCTGCTCTGCATGCTGCCGCCTCGGGATGGGCTCGCGTCCCATCAGGTAGTTGGTGAGGTAACGGCTCACCAA 
GCCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGC 
GCAAGCCTGACCCAGCGACGCCGAGTGGAGGATGAAGCCCTTCGGGGTGTAAACTCCTGTCGCCGGGGACGATGCGACCTCGGGTTAATAGCCCGAGGCCGTGAC 
GGTACCCGGAGAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAAATTACTGGGCGTAAAGTGCGCGTAGGCGG 
GCCTGTAAGTCAGAGGTGAAAGCCCCCGGCTCAACCGGGGAATTGCCTCTGATACTGCAGGCCTAGGGTCCGGAAGACGTCGGCGGAATTCCCGGTGTAGCGGTG 
AAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCGGCGAGGACGGTACCGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACCGGATTAGATACCCG 
GGTAGTCCACGCTGTAAACGATGGGTGCTGGGCGTTGGCCACATAAGTGGTCAGTGCCGAAGCTAACGCGTTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGC 
TGAAACTCAAAGGAATAGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCAATGCTACGCGAAGAACCTTACCAGGGCTTGACATGCTGGGGGTAGC 
CCTGCCGAAAGGCAGGGTCGTTGCCGCCTTCGGGCGGCACACCCAGCACAGGTGGTACATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGGTAACGCCGGGCACACTAAGGGGACTGCCGGCGATAAGCCGGAGGAAGGAGGGGATGACGTCAGGTCAGTAT 
GCCCCTTACGCCCTGGGCTACACACGTGCTACAATGGCCGGGACAGTGGGAAGCGAAGCCGCGAGGCGGAGCAAATCCCTCAAACCCGGTCCCAGTTCGGATTGC 
AGGCTGCAACTCGACTGCATGAAGCTGGAATCGCTAGTAACGGCCGGTCAGCCACACGGCCGTGAATACGTTCCCGGGCCTTGTACTCACCGCCCGTCACACCCC 
GGAAGCTGGTTCTACCAGAAGTCCCCCGGGCTAACCCCTCGAAAAGGGGGGAGGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NGGTAGATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAGAAGCTTGCTTCTTGCTGACGAGCGGCGGACGGGTGAGTAATACTTGGGT 
ATCTGCCCATTAGTGGGGGACAACACGGGGAAACTCGTGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGCTTAGGCTTGCGCTATTGGATGAGCCCAAGTC 
GGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACCGGAACTGAGACACGGTCCGGACTCCTAC 
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aceae; Mycobacterium. 
Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 


ref|NR_028932.1 


Knoellia subterranea 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangia 


ceae; Knoellia. 


673080 Bacteria_16S 


636888 636826 54 


116 


gi 


265678626 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


673080 Bacteria_16S 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria p 
Actinomycetales; Micrococcineae; Micrococcaceae; 


Actinobacteridae; 
673080 Bacteria_16S 


647754 647692 54 


656535 656473 54 


116 


116 


gi 


gi 


265678619 


265678612 


melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Ac 


Streptomycetaceae; 
673080 Bacteria_16S 


strain W16 16S ribosomal RNA, partial sequence 


Streptomyces. 


674732 674682 66 


116 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 


strain 216 16S ribosomal RNA, partial sequence 


707636 707574 54 


116 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Luteococcus. 
673080 Bacteria_16S 


777169 777107 54 


116 


gi 


265678599 


674316 67581 


Micrococcineae; 


gi 


265678577 


707255 70861 


gi 


paraffinivorans strain HD321 16S ribosomal RNA, partial 


paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Gordonia. 


Gordoniaceae; 
673080 Bacteria_16S 


786369 786307 54 


116 


gi 


265678528 
sequence 


265678521 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
beijiangensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; 
673080 Bacteria_16S 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 


Streptomyces. 


810911 810849 54 


116 


gi 


montefiorense Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; 
673080 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
673080 Bacteria_16S 


Mycobacterium. 


876054 875992 54 


886687 886625 54 


116 


116 


gi 


gi 


strain VKM Ac-1804 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


673080 Bacteria_16S 


VKM Ac-1401 16S ribosomal RNA, partial sequence 


911247 911185 54 


116 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 


strain IEGM 16S ribosomal RNA, partial sequence 


917478 917416 54 


116 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 
strain YLM-32 16S 


1076417 1076355 54 


116 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 


1085427 1085365 54 


116 


gi 


265678505 


265678461 
87568 
Stre 


265678453 
88624 

ococcineae 

265678437 


910794 91228 


Micr 
gi 


ococcineae 
265678433 


917039 91855 


Cory 
gi 


nebacterin 
265678325 


1075986 10774 


Micr 
gi 


ococcineae 
265678319 


strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 


CMS 81 16S ribosomal RNA, 


673080 Bacteria_16S 


1136901 1136839 54 
complete sequence 


1138452 1138390 54 


116 


Stre 
gi 


ptomycinea 
253680765 


1136447 1137959 Leifs 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 


116 


gi 


obacteriac 
253680764 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 


673080 Bacteria_16S 
strain Cal06 16S 


673080 Bacteria_16S 


strain Se-3111 16S ribosomal RNA, partial sequence 


673080 Bacteria_16S 
variabilis strain 


1217112 1217050 54 


1221582 1221520 54 


1226134 1226072 54 


116 


ribosomal RNA, partial sequence 


116 


116 


gi 


obacteriac 
219878473 


1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


ococcineae 
219878356 


1221167 12226 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


MX5 16S ribosomal RNA, partial sequen 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Isoptericola. 
673080 Bacteria_16S 


1233763 1233701 54 


116 


gi 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, part 
phyllosphaerae Bacteria; Actinobacteria; Actinobacterid 


Microbacteriaceae; 
673080 Bacteria_16S 


Microbacterium. 


1250322 1250260 54 


116 


gi 


strain CDC 941078 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


ococcineae 
219878300 
ce 12257 
ales; Micr 


219878266 
ial sequen 
ae; Actino 


219857412 


e; Actinomycet 


ref 


In 
ref 


Ko 
ref 


tino 
ref 


De 
ref 


ref 


ref 


ref 


ref 


ref 


> Mi 
ref 


> Mi 
ref 


eae; 
ref 


7 Ra 
ref 


e; S 
ref 
onia 
eae; 
ref 
onia 
eae; 
ref 


> Mi 
ref 


; Be 
ref 


ococ 
ref 
myce 


ref 


sequence 656132 


0 Dermatophilus 


776745 778221 
Actinomyc 


785920 787418 
e; Actinomycet 


6 877087 Strept 
ptomycineae; 


7 887732 Agreia 


81 Streptomyces 


48 Arthrobacter 


22 1227193 Isopte 


ce 1233340 123481 


NR_028931.1 


NR_028924.1 
olaris Bacte 
curia. 
NR_028917.1 


mycetales; S 
NR_028904.1 


rmatophilace 
NR_028882.1 


e; Propionib 
NR_028832.1 
etales; Cory 
NR_028825.1 
ales; Strept 
NR_028808.1 


810468 


ales; Coryne 


NR_028764.1 
Str 
NR_028755.1 


crobacteriac 
NR_028739.1 


crobacteriac 
NR_028735.1 


Gordoniacea 
NR_028627.1 


robacteracea 
NR_028621.1 


treptomyceta 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_025612.1 


crococcaceae 
NR_025495.1 


utenbergiace 
NR_025439.1 


cineae; 
NR_025405.1 


tales; Micro 


NR_025000.1 


Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
trasporangiaceae; 


Knoellia. 
Kocuria polaris strain 
ria; Actinobacteria; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Dermatophilus chelonae 
chelonae Bacteria; 
ae; Dermatophilus. 
Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 
Propionibacterinea 


acteriaceae; 


Gordonia 
Gordonia 
nebacterineae; 


Streptomyces 
Streptomyces 
omycineae; 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Isoptericola 
ricola variabilis 


Promicromonosporaceae Hi 


Microbacterium 
7 Microbacterium 
coccineae; 


Mycobacterium kubicae 


1249918 1251238 Mycobacterium kubicae 


673080 Bacteria_16S 


thermoviolaceus subsp. 


673080 Bacteria_16S 


Beutenbergia. 
673080 Bacteria_16S 


DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


673080 Bacteria_16S 


cynodontis JCM 9733 16S ribosomal RNA, partial 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; 


1307484 1307422 54 


thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. ther 
Actinobacteridae; Actinomycetales; 


1333584 1333522 54 


1350416 1350354 54 


1401533 1401471 54 


Microbacteriaceae; Leifsonia. 


673080 Bacteria_16S 


psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


1421092 1421030 54 


Micrococcaceae; Arthrobacter. 


673080 Bacteria_16S 


1425732 1425670 54 


Streptomycetaceae; Streptomyces. 


673080 Bacteria_16S 


coelescens strain AS 4.1594 16S ribosomal RNA, 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 


1427297 1427235 54 


Streptomycetaceae; Streptomyces. 


673080 Bacteria_16S 


nitroguajacolicus strain G2-1 16S ribosomal RNA, partia 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacte 


1453325 1453263 54 


Micrococcaceae; Arthrobacter. 


673080 Bacteria_16S 


1474333 1474271 54 


Streptomycetaceae; Streptomyces. 


673080 Bacteria_16S 


1488166 1488104 54 


116 


Streptomycineae; 


116 


116 


116 228715351 
sequence 14011 
Actinomyce 

116 224581444 


116 


116 


116 


116 


116 


subsp. rimosus strain JCM 4667 16S ribosomal RNA, 


Streptomycetaceae; Streptomyces. 


673080 Bacteria_16S 


strain NRRL B-16238 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
219846194 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 


673080 Bacteria_16S 


1539412 1539358 65 


1555976 1555914 54 


Streptomycetaceae; Kitasatospora. 


673080 Bacteria_16S 


1557470 1557408 54 


Streptomycetaceae; Kitasatospora. 


673080 Bacteria_16S 


1558964 1558902 54 


Streptomycetaceae; Kitasatospora. 


673080 Bacteria_16S 


673080 Bacteria_16S 


673080 Bacteria_16S 


1573950 1573888 54 


1589260 1589198 54 


1590808 1590746 54 


Streptomycetaceae; Streptomyces. 


673080 Bacteria_16S 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; 


1592356 1592294 54 


119 


116 


116 


116 


116 


116 


116 


116 


Str 


partial 


sequence 


Streptomycineae; 


Streptomycetaceae; 


673080 Bacteria_16S 


Streptomyces. 


1593902 1593840 54 116 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 


Streptomycinea 
219878484 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 


228721493 
16S ribos 
moviolaceu 
eptomyceta 
228721490 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


228720546 
1349993 13514 


224581441 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


224581440 
sequence 
Actinomyce 


224581418 
1 sequence 
ridae; Act 


219878476 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
219857134 
complete sequen 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actino 


219857376 
15389 


Actinomyce 


219846193 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


219846192 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 

gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
219856868 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
219878485 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomy 


219878483 
partial 
Actinobact 


NR_027616.1| Streptomyces 

RNA, partial sequence 1307063 
cteria; Actinobacteria; 
Streptomyces. 

NR_027613.1| Beutenbergia cavernae 
32 Beutenbergia 
Beutenbergiaceae; 


cavernae DSM 12333 


NR_027594.1| Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 
cterineae; 
NR_027523.1| Leifsonia xyli subsp. 
11 1402554 Leifsonia xyli subsp. 
Micrococcineae; 


Gordoniaceae; Gordonia. 


NR_027226.1| Arthrobacter 
1420664 1422164 Arthrobacter 
inomycetales; Micrococcineae; 


NR_027223.1| Streptomyces 
e 1425302 1426811 Streptomyces 
Streptomycineae; 


NR_027222.1| Streptomyces 
1426862 1428376 Streptomyces 
Streptomycineae; 


NR_027199.1| Arthrobacter 
1452894 1454381 Arthrobacter 
inomycetales; Micrococcineae; 


NR_025615.1| Streptomyces albus 
1473916 1475414 Streptomyces albus 
Streptomycineae; 


NR_024762.1| Streptomyces rimosus 
ce 1487741 1489225 Streptomyces rimosus 
Streptomycineae; 


NR_024964.1| Crossiella cryophila 
86 1540484 Crossiella cryophila Bacteria; 
Pseudonocardiaceae; Crossiella. 
NR_025784.1| Kitasatospora 

1555586 15570 
Streptomycineae; 


31 Kitasatospora 


NR_025783.1| Kitasatospora 
1557082 1558525 Kitasatospora 
Streptomycineae; 


NR_025782.1| Kitasatospora 
1558576 1560004 Kitasatospora 
Streptomycineae; 


NR_024687.1| Umezawaea tangerina 

00 Umezawaea tangerina Bacteria; 
Actinosynnemataceae; Umezawaea. 
NR_025624.1| Streptomyces catenulae 
40 Streptomyces 
treptomycetaceae; Streptomyces. 
NR_025623.1| Streptomyces 
1590391 15918 
Streptomycineae; 


catenulae Bacteria; 


88 Streptomyces 


NR_025622.1| Streptomyces rimosus 


39 1593434 Streptomyces 


ae; Actinomycetales; 


219878482 


£|NR_025621.1| Streptomyces 


1593485 1594981 Streptomyces 


chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae 


; Streptomyces. 


673080 Bacteria_16S 2 
in DSM 43032 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 


673080 Bacteria_16S 


strain DSM 43049 


1595449 1595387 54 


; Streptomyces. 
1596997 1596935 54 


116 


116 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


673080 Bacteria_16S 


strain DSM 40597 


1598545 1598483 54 


; Streptomyces. 
1600093 1600031 54 


116 


116 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 
oticus strain DSM 43156 16S ribosomal 
Streptomyces purpurogeneiscleroticus Ba 
Streptomyces. 


purpurogeneiscler 


Streptomycineae; 


673080 Bacteria_16S 


strain DSM 12798 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


673080 Bacteria_16S 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


673080 Bacteria_16S 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


673080 Bacteria_16S 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


673080 Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


673080 Bacteria_16S 


strain ISP 5293 1 


1601641 1601579 54 


Streptomycetaceae; 


1604746 1604684 54 


1606287 1606225 54 


1662396 1662330 53 


e; Kibdelosporangium. 


1697502 1697440 54 


1760026 1759964 54 


1761547 1761485 54 


1771925 1771863 54 


116 


116 


116 


119 


116 


116 


116 


116 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacteridae; 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


673080 Bacteria_16S 
n ISP 5166 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


673080 Bacteria_16S 


strain 4-0 16S ri 


1773423 1773361 54 


; Streptomyces. 
1774920 1774858 54 


; Streptomyces. 
1781103 1781041 54 


bosomal RNA, partial sequence 


116 


116 


116 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


Stre 
gi 


gi 


partial 


gi 


1780670 17821 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


673080 Bacteria_16S 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


673080 Bacteria_16S 


strain Kb2 16S ri 


1799152 1799090 54 


1809934 1809872 54 


bosomal RNA, partial sequence 


116 


116 


gi 


gi 


1809512 18109 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


673080 Bacteria_16S 
- flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. 


flaccumfaciens pv 
Actinomycetales; 


strain P 297/02 1 


1811463 1811401 54 


1819140 1819078 54 


flacc 
Micrococcineae; Microbacteriaceae; 
673080 Bacteria_16S 


116 


116 


gi 


Cur 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


673080 Bacteria_16S 


1822197 1822135 54 


116 


gi 


19878481 


219878480 


16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces 


219878479 


219878478 


16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces 


219878477 


219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
673080 Bacteria_16S 


219878472 


in Rell7 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


219878433 
sequence 


219878409 


219878365 


G 20345 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878364 
equence 


219878355 


6S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces 


219878354 
al 


219878353 
sequence 


219878349 


219878336 
quence 


219878329 


219878328 


219878323 


6S ribosomal RNA, partial sequence 1818718 18201 


219878321 


sequence 
Actinomycetales; 


partial sequence 


RNA, partial sequence 


cteria; Actinobacteria; 


Actinomycetales; 


Actinomycetales; 


Micrococcineae; Micr 


inomycetales; 


sequence 1773034 177448 
Actinomycetales; 


Actinomycetales; 


ococcineae; 


Actinomycetales; 


nebacterineae; 


ibosomal RNA, 
umfaciens Bacteria; Actinobacteria; Actinobacteridae; 
tobacterium. 


ref |NR_025620.1 
1595032 159652 


ref|NR_025619.1 


ref|NR_025618.1 


159812 


ref|NR_025617.1 


ref|NR_025616.1 


ref |NR_025613.1 


ref|NR_025611.1 
1605856 160731 
Microco 


ref|NR_025572.1 
1661967 166345 
Pseudo 


ref|NR_025548.1 


ref|NR_025504.1 
1759669 176107 
Micrococcine 


ref|NR_025503.1 
1761124 176259 
Micrococci 


ref |NR_025494.1 


ref |NR_025493.1 


Strep 


ref |NR_025492.1 
1774532 177597 


ref|NR_025488.1 
Micrococcaceae 
ref|NR_025475.1 

1798724 180016 
Micrococ 


ref |NR_025468.1 
Gordoniacea 
NR_025467.1 
partial sequ 


ref 


ref|NR_025462.1 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces niger 


niger Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Arthrobacter mysorens 


05 Arthrobacter mysorens Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Kibdelosporangium 
6 Kibdelosporangium 


nocardineae; 


Microbacterium 


n CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
acteria; Actinobacteridae; Actinomycetales; 


obacteriaceae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 


neae; Dermabacteraceae; 


Streptomyces arenae 


arenae Bacteria; 
ptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Arthrobacter 

8 Arthrobacter 

cineae; Micrococcaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Curtobacterium 
ence 1811040 1812516 


Plantibacter flavus 


91 Plantibacter flavus Bacteria; 
ococcineae; Microbacteriac 


eae; Plantibacter. 


ref |NR_025460.1 


Agreia pratensis 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 


673080 Bacteria_16S 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; 
Gulosibacter. 


Microbacteriaceae; 
673080 Bacteria_16S 
nasiphocae strain 


1834325 1834263 54 


1873973 1873911 54 


116 


116 


gi 


gi 


M597/99/10 16S ribosomal RNA, partial sequence 


nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
673080 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
673080 Bacteria_16S 
strain CF-25 16S 


673080 Bacteria_16S 
strain CCUG 35957 


673080 Bacteria_16S 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial 
stelliscabiei Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
673080 Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


673080 Bacteria_16S 
aquiterrae strain 


Nocardioides. 
673080 Bacteria_16S 
strain DSM 43030 


673080 Bacteria_16S 


strain MUP 1182 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


673080 Bacteria_16S 


strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 


1948496 1948434 54 


1957503 1957441 54 


2035180 2035118 54 


2053872 2053810 54 


2056852 


2056790 54 


2058391 2058329 54 


2065937 2065875 54 


2099548 2099498 65 


2110254 2110192 54 


2148026 2147964 54 


2167720 2167658 54 


2232864 2232802 54 


116 


116 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


116 


116 


116 


116 


116 


115 


116 


116 


116 


116 


gi 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
19 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


gi 


gi 


strain B19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


gi 


GW-9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


complete sequence 2147582 21491 


gi 


2167280 21687 
Streptomycinea 


gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


673080 Bacteria_16S 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 


2246483 2246421 54 


2248060 2247998 54 


2257248 2257186 54 


116 


116 


116 


gi 


gi 


gi 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
673080 Bacteria_16S 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequen 
thermospinosisporus Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 


strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


673080 Bacteria_16S 
NRRL B-24104 16S 


673080 Bacteria_16S 


Streptomyces. 


2260372 2260310 54 


2327231 2327169 54 


2342180 2342126 65 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


2346730 2346668 54 


116 


116 


119 


116 


gi 


gi 


gi 


2341772 23432 


gi 


219878312 


219878285 


219878229 


219878223 
57067 19585 


219878171 
20347 


219878155 
sequenc 


219878153 
Actinomyc 


219878152 


219878146 
20655 


219878122 
20991 
Prop 


219873436 


219857636 


219857623 


219857577 


22324 


219857568 


219857567 


219857561 
Actinomyc 
219857559 
teridae; A 


219857511 


219857500 


Actinomycetales; 


Actinomycetales; 


e; Actinomycetales; 


Actinomycetales; Strept 


Actinomycetales; Strept 


NR_025451.1 
1833888 183531 


ref |NR_025424.1 
1873541 187493 


ref |NR_025368.1 
1948071 194955 


ref |NR_025362.1 
65 Arthrobacter 


ref |NR_025310.1 
53 2036233 Rothia 


ref |NR_025294.1 
e 2053442 205491 


ref|NR_025292.1 
2056438 205792 
etales; 


ref |NR_025291.1 
2057971 205946 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025261.1 


ionibacterineae; 


ref|NR_025250.1 
30 Streptomyces 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025212.1 
69 Streptomyces 
e; Streptomyceta 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref 


ref 


etales; Streptom 


ref|NR_025147.1 
ce 2259931 226145 
ctinomycetales; 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025088.1 


eae; Pseudonocar 


219857496 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


Micrococcaceae; 


Gulosibacter 
7 Gulosibacter 


Micrococcineae; 


Arthrobacter 
6 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Microbacterium 
0 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Arthrobacter luteolus 


luteolus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Streptomyces 

9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Actinomycetales; Streptomycineae; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Nocardioides 


38 2100621 Nocardioides aquiterrae 


Nocardioidaceae; 


Streptomyces humiferus 


humiferus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Streptomyces 

5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 
ycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 


ref |NR_025084.1 
2346319 234777 


Arthrobacter 
5 Arthrobacter 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


673080 Bacteria_16S 


2348239 2348177 54 


116 


gi] 219857495 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


673080 Bacteria_16S 
strain ATCC 49929 


Propioniferax. 
673080 Bacteria_16S 
strain T1-X7 16S 


673080 Bacteria_16S 
pachnodae strain 


VPCX2 16 
Bacteria; Actinobacteria; 


2357386 2357324 54 


2492343 2492281 54 


2513511 2513449 54 


116 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


116 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


116 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi|219857489 


gi|219857388 


2491905 2493349 Tetrasphaera 


gi| 219857368 


Xylanimicrobium. 

673080 Bacteria_16S 2516535 2516473 54 116 gi| 219857366 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


673080 Bacteria_16S 


2518022 2517960 54 


116 


gi| 219857365 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 


albus strain JL 83 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
673080 Bacteria_16S 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
673080 Bacteria_16S 
spumicola strain 


Nocardioidaceae; 
673080 Bacteria_16S 
strain CIP 103464 


673080 Bacteria_16S 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partial 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


Nocardioidaceae; 
673080 Bacteria_16S 
venezuelae strain 


Streptomycetaceae; 
673080 Bacteria_16S 


2552291 2552229 54 


2553852 2553790 54 


2587714 2587652 54 


2639935 2639873 54 


2656599 2656549 65 


2772025 2771963 54 


2773560 2773498 54 


complete 


116 


116 


sequence 


gi| 219857342 


gi| 219857341 


Actinomycetales; 


Micrococcineae; 


Actinomycetales; 


Actinomycetales; 


Streptomycineae; 


ref|NR_025083.1 


ref|NR_025077.1 


ref |NR_024976.1 


ref |NR_024956.1 


ref |NR_024954.1 
2516115 251756 


ref |NR_024953.1 
2517611 251909 


ref|NR_024930.1 


ref|NR_024929.1 


Arthrobacter 


2347826 2349284 Arthrobacter 
Micrococcineae; 


Propioniferax innocua 


2356968 2358432 Propioniferax innocua 
Propionibacterineae; 


Propionibacteriaceae; 


Tetrasphaera japonica 


japonica Bacteria; 
Intrasporangiaceae; 


Tetrasphaera. 
Xylanimicrobium 


2513094 2514560 Xylanimicrobium pachnodae 
Promicromonosporaceae; 


Arthrobacter 
0 Arthrobacter 


Micrococcineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptacidiphilus 


2551853 2553362 Streptacidiphilus albus 
Streptomycetaceae; 


Streptacidiphilus 


complete sequence 2553413 2554923 Streptacidiphilus carbonis 


116 


116 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


115 


116 


JCM 4526 16S ribosomal RNA, partial sequence 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


116 


gi| 219857276 


Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 


gi| 219857231 


gi|219857219 


219857136 


gi 


gi|219857135 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27746 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 


2775098 2775036 54 


116 


gi| 219857133 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 


albofaciens strain JCM 4342 16S ribosomal RNA, 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


Microbacteriaceae; 
673080 Bacteria_16S 


2776635 2776573 54 


2784101 2784039 54 


2830817 2830755 54 


116 gi| 219857132 
partial sequence 

Actinomyc 

116 gi| 219857127 


116 


gi| 219856903 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 


kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 
strain IMC S-0802 


673080 Bacteria_16S 


2832355 2832293 54 


2893976 2893914 54 


116 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


116 


strain CM-10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 


Actinomyc 


219856902 

28319 

Streptomycinea 
gi|219856860 


gi 


inomycetales; 


2639512 2640976 Mycoba 


sequence 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref |NR_024907.1 
2587275 258874 


ref |NR_024859.1 


Mycobacteri 
ref |NR_024847.1 

2656189 265766 
Prop 


ref |NR_024764.1 
2771601 277308 


ref|NR_024763.1 
19 Streptomyces 


ref|NR_024761.1 
57 Streptomyces 


ref|NR_024760.1 
2776208 277769 
etales; 


ref|NR_024755.1 


Microco 


ref|NR_024724.1 
2830390 283187 
etales; Streptom 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 


Streptomycineae; Streptomycetaceae; 


Friedmanniella 
9 Friedmanniella 


Propionibacterineae; 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Nocardioides 

3 Nocardioides 
ionibacterineae; 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Streptomyces peucetius 


peucetius Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Okibacterium 
8 Okibacterium 
ccineae; 


Streptomyces 
7 Streptomyces 
ycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 


ref|NR_024679.1 


Mycetocola lacteus 


2893553 2894997 Mycetocola lacteus Bacteria; 


673080 Bacteria_16S 2895471 2895409 54 116 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 


strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
673080 Bacteria_16S 2896965 2896903 54 116 gi|219856858|ref|NR_024677.1| Mycetocola 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 
673080 Bacteria_16S 2899968 2899906 54 116 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
673080 Bacteria_16S 2903040 2902978 54 116 gi|219856854|ref|NR_024673.1| Zimmermannella alba 
strain IFO 15616 16S ribosomal RNA, partial sequence 2902597 2904077 Zimmermannella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
673080 Bacteria_16S 2906103 2906041 54 116 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 
673080 Bacteria_16S 2937945 2937891 65 119 gi|219856831|ref|NR_024650.1| Actinoalloteichus 

ag 

, 


cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 
673080 Bacteria_16S 2956112 2956050 54 116 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
673080 Bacteria_16S 2957571 2957509 54 116 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
673080 Bacteria_16S 2959031 2958969 54 116 gi|219856817|ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
673080 Bacteria_16S 2969759 2969697 54 116 gi| 219846944 |ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
673080 Bacteria_16S 2977396 2977334 54 116 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
673080 Bacteria_16S 2978928 2978866 54 116 gi| 219846937 |ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


673080 Bacteria_16S 3006410 3006348 54 116 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
673080 Bacteria_16S 3012367 3012317 65 115 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 
673080 Bacteria_16S 3039688 3039626 54 116 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

673080 Bacteria_16S 3044256 3044194 54 116 gi| 219846892 |ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 
673080 Bacteria_16S 3045788 3045726 54 116 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 
673080 Bacteria_16S 3068412 3068350 54 116 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
673080 Bacteria_16S 3093977 3093915 54 116 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

673080 Bacteria_16S 3098560 3098498 54 116 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


673080 Bacteria_16S 


strain ATCC 25470 
Actinobacteria; A 


673080 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


673080 Bacteria_16S 


strain DSM 44267 
Actinobacteria; A 


673080 Bacteria_16S 


strain DSM 11140 
Actinobacteria; A 


673080 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


673080 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
673080 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


673080 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


673080 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 
Dactylosporangium 


673080 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


673080 Bacteria_16S 


strain M17C 16S r 
Actinobacteria; A 


3104519 3104457 54 116 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
3115035 3114973 54 116 gi 
DMMZ 1710 16S ribosomal RNA, partial s 


3152659 3152597 54 116 gi 
ctinobacteridae; Actinomycetales; Micr 
3225573 3225511 54 116 gi 


ctinobacteridae; Actinomycetales; Micr 
3324154 3324092 54 116 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 
3325681 3325619 54 116 gi 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3327202 3327140 54 116 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 
3328721 3328659 54 116 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3342334 3342272 54 116 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
3357700 3357638 54 116 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 
3377501 3377439 54 116 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


673080 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


673080 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


673080 Bacteria_16S 


strain DSM 20167 
Actinobacteria; A 


673080 Bacteria_16S 


strain DSM 20119 
Actinobacteria; A 


673080 Bacteria_16S 


strain DSM 20138 
Actinobacteria; A 


673080 Bacteria_16S 


histidinolovorans 
histidinolovorans 
Micrococcaceae; A 


673080 Bacteria_16S 


strain DSM 20116 
Actinobacteria; A 


673080 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


673080 Bacteria_16S 


subrutilus strain 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


3395606 3395544 54 116 gi 

43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3398636 3398574 54 116 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3400170 3400108 54 


116 gi 


a; Actinobacteria; Actinobacteridae; Act 


219846852 
31040 
ptomycinea 
219846845 
equence 
inomycet 


219846820 


16S ribosomal RNA, partial sequence 3152235 31537 


ococcineae 
219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
occineae; 


oc 
219846702 

quence 

tinomyceta 


219846701 
ence 33252 
ales; Micr 


219846700 
al sequenc 
e; 


219846699 
ence 33282 
ales; Micr 


219846689 
nce 33419 
ales; Micr 


19846678 


2 
1 sequence 
e; 


219846664 


3377063 33785 


ococcineae 
219846648 
ence 33951 
ales; Micr 


219846646 
sequence 


Actinomyc 


219846645 


16S ribosomal RNA, partial sequence 3399736 34012 


ctinobacteridae; Actinomycetales; Micr 
3401696 3401634 54 116 gi 


oc 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


ctinobacteridae; Actinomycetales; Micr 
3403234 3403172 54 116 gi 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ctinobacteridae; Actinomycetales; Micr 

3404766 3404704 54 116 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 

rthrobacter. 

3406292 3406230 54 


116 gi 


ococcineae 
219846642 
artial seq 
ridae; Act 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 


ctinobacteridae; Actinomycetales; Micr 

3415375 3415313 54 116 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


3447875 3447813 54 116 
DSM 40445 16S ribosomal RNA, 


gi 
complete 


Streptomyces. 


v 


ococcineae 

219846634 

34149 
Micr 


ales; 


219846611 
sequence 


Actinomycet 


Actinomycet 


occineae; 


ref|NR_026444.1 
98 3105578 Strept 
e; Streptomyceta 
ref |NR_026437.1 

3114620 311608 
ales; Micrococci 


v 


ref|NR_026412.1 


; In 
ref 


trasporangia 
NR_026362.1 


; Intrasporangia 
ref |NR_026294.1 

3323723 332519 
les; Micromonosp 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ref |NR_026292.1 
e 3326771 332823 
ales; Micro 


ref |NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


ref |NR_026270.1 
3357257 335877 
ales; Microc 


ref |NR_026256.1 


; Dermacoccaceae 
ref |NR_026240.1 
98 3396650 Promic 
ococcineae; Prom 


ref |NR_026238.1 
3398202 339968 
etales; Micrococ 


ref |NR_026237.1 
13 Arthrobacter 
3 Micrococcaceae 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref|NR_026233.1 


; Micrococcaceae 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 

Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Brachybacterium 
0 Brachybacterium 


occineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


’ 


Kytococcus. 

Promicromonospora 
romonospora citrea 
icromonosporaceae; 


Arthrobacter 
5 Arthrobacter 


cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


v 


Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


, 


Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


45 Arthrobacter aurescens Bacteria; 


’ 


Arthrobacter. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


ref|NR_026203.1 
3447437 344895 
Streptomy 


Streptomyces 
2 Streptomyces 
cineae; 


673080 Bacteria_16S 


strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 


673080 Bacteria_16S 


strain DSM 20315 


protophormiae Bac 


3449442 3449380 54 
16S ribosomal RNA, 


3452576 3452514 54 


3458655 3458593 54 


Micrococcaceae; Arthrobacter. 


673080 Bacteria_16S 


strain DSM 20546 


polychromogenes s 


polychromogenes B 


3461696 3461634 54 


3463219 3463157 54 


Micrococcaceae; Arthrobacter. 


673080 Bacteria_16S 


strain DSM 20545 


nicotianae Bacter 
Arthrobacter. 


673080 Bacteria_16S 
strain DSM 20117 16S ribosomal RNA, partial sequence 346735 
Bacteria; Actinobacteria; Actinobacteridae; 


crystallopoietes 
crystallopoietes 


3464742 3464680 54 


3466265 3466203 54 


3467787 3467725 54 


Micrococcaceae; Arthrobacter. 


673080 Bacteria_16S 
n DSM 20124 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


673080 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 


mashuensis strain 
mashuensis Bacter 


strain DSM 20145 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


673080 Bacteria_16S 2 
in DSM 20638 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


673080 Bacteria_16S 
DSM 20530 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


673080 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


673080 Bacteria_16S 


strain DSM 20542 


strain DSM 20528 


3470831 3470769 54 


3484421 3484359 54 


3485988 3485926 54 


Streptomyces. 
3490617 3490555 54 


Streptomyces. 
3505578 3505516 54 


3507095 3507033 54 


3508616 3508554 54 


; Microbacterium. 
3510138 3510076 54 


3511660 3511598 54 
SM 20427 


3516228 3516166 54 


3517750 3517688 54 


3624144 3624082 54 


DSM 20123 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; 


116 


complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


116 


116 


ain DSM 20168 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


116 


116 


116 


116 


116 


116 


116 


116 


116 


116 


116 


116 


116 


116 


116 


116 


116 


strain 3015 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


gi|219846610 


gi|219846608 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
673080 Bacteria_16S 
protophormiae str 


gi| 219846603 


gi|219846601 


16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
673080 Bacteria_16S 
train DSM 20136 16S ribosomal 
acteria; Actinobacteria; Actinobacteridae; 


gi|219846600 


RNA, partial sequence 346278 
Actinomycetales; Mi 


gi| 219846599 


16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
673080 Bacteria_16S 
nicotianae strain 


gi|219846598 


partial sequence 


gi|219846597 


gi| 219846595 


gi|219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 
n DSM 40581 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
673080 Bacteria_16S 
DSM 40221 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
673080 Bacteria_16S 


gi| 219846585 


gi|219846582 


partial sequence 


gi| 219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
673080 Bacteria_16S 
DSM 20166 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


gi|219846571 


19846570 


gi 


gi|219846569 


gi|219846568 


16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846565 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobac 
673080 Bacteria_16S 


gi|219846564 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
673080 Bacteria_16S 


gi|219846489 


3449003 3450520 Strept 
Streptomycineae; Str 


sequence 3458220 345969 
Actinomycetales; Microc 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


inomycetales; 


Actinomycetales; 


inomycetales; 


ref|NR_026202.1 


ref|NR_026200.1 


Micrococcaceae 


ref|NR_026195.1 


ref|NR_026193.1 


ref |NR_026192.1 


Micr 


ref|NR_026191.1 


ref|NR_026190.1 
3465830 346730 
Micrococc 


ref|NR_026189.1 


Mic 


ref|NR_026187.1 
3470399 347186 
Micrococ 


ref|NR_026178.1 
99 Streptomyces 


ref|NR_026177.1 
3485550 348706 


ref|NR_026174.1 

3490176 349169 
Streptomy 
ref|NR_026164.1 
Microbacteriac 
ref|NR_026163.1 


3506673 350814 
Micrococci 


ref|NR_026162.1 
3508192 350966 
Microco 


ref |NR_026161.1 
3509716 351118 
Micrococci 


ref|NR_026160.1 
3511236 351270 
Micrococcin 


ref|NR_026157.1 


ref |NR_026156.1 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 
Arthrobacter 

2 Arthrobacter 

occineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter 
2 Arthrobacter 


cineae; Micrococcaceae; 


Streptomyces galbus 


galbus Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


eae; Microbacteriaceae; 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
teridae; Actinomycetales; Micrococcineae; Microbacteriac 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 


ref|NR_026081.1 


Mycobacterium simiae 


3623734 3625217 Mycobacterium simiae Bacteria; 


GGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTAGGGTTGTAAAGCACTTTCAGTGAGGAGG 
AACAGTTAGTGGTTAATACCCACTAGCCTTGACGTTACTCACAGAAGAAGCACCGGCAAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTTGGTTGTGAAAGCCCTAGGCTCAACCTAGGAACAGCACCCAAAACTGGCAAGCTAGAGTACA 
GTAGAGGAAGGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACATCAGTGGCGAAGGCGGCCTTCTGGACTGATACTGACGCTGAGGTGCG 
AAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTGGAACCCTTGAGGTTTTAGTAACGCAGCTAACGCAT 
TAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAA 
GAACCTTACCTACTCTTGACATCCAGAGAATTTGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGA 
AATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCGAGTTAAGTCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTCGGTACAGCAGGTTGCTAACCCGCGAGGGGGCGCTAATCCGTCAAA 
ACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTAGCTAGCTTAACCTTCGGGAGGGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNTCAGCGGTAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACT 
GGGTCTAATACCGGATATGACCTGCTGTCGCATGGCGGTGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCC 
TACCAAGGCGACGACGGGTAGCCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAG 
AAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTC 
CGTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATAT 
CAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGT 
AGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTG 
CCAGCGGATTATGCCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACA 
TGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTT 
GGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGT 
GGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAT 
CCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAACAGAGAGAAGCTTGCTTCTTTGCTGACGAGTGGCGCACGGGTGAGTAATA 
TATAGATAATGTGCCTCTTAGTCTGGGATAGCCATTGGAAACGATGATTAATACTGGATACTCCTTCTTACCAAAAGGTAAGTCGGGAAAGTTTTTCGCTAAGAG 
ATCGGTCTATATCCCATCAGCTTGTTGGTAGTGTAAGAGACTACCAAGGCAATGACGGGTAGCGGGTTTGAGAGGATGATCCGCCACACTGGTACTGAGACACGG 
ACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGAGGATGACGCATTTCGGTGTGTAAACTCCT 
TTTATATGTCAAGAAAATGACGGTAGCATATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATCACTGG 
GCGTAAAGGACGCGTAGGCGGGTTGGAAAGTCAGATGTGAAATCCTACAGCTTAACTGTAGAACTGCATTTGAAACTTCCAATCTAGAGTATGGGAGGGGGAGAT 
GGAATTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAGGAATACCGAAAGCGAAGGCGATCTCCTGGAACATAACTGACGCTAAGGCGTGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAACACTAGTCGTCGGGATGCTAGTCATCTCGGTGATGCACTTAACAGATTAAGTGTTCCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTA 
GCCTTGACATTGATTGAACACTTTAGAGATAGAGTGGTGCCCTTCGGGGAACATGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAGCAGTTCGGCTGAGCACTCTAAGGAGACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCA 
AGTCATCATGGCCCTTATGGCTAGGGCTACACACGTGCTACAATGGGGCGTACAGAGTGTTGCGATACCGCGAGGTGGAGCTAATCACTTAAAGCGTCTCTCAGT 
TCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCACTAGTAATCGTAGATCAGCAATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCG 
TCACACCATGGGAGTTGATTTCACCCGAAATCGGGAAGCGAACCTTCCGGGACGCTACCGCTTAACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNACGCTGGGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAAGATGAATCCTTCGGGAGGATTCTTGTGGAACGAGCGGCGGACGGGTG 
AGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGAGCTAATACCGGATAAAACATTGGTTCGCATGAACCAATGATGAAAGGCGGCT 
TTTAGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGTT 
TTCGGATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAACAGGGCGGTACCTTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACCTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCACGCAGGCGGTTCTTTAAGTCTGATGTGAAATCTTGTGGCTCAACCACAA 
GCGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCG 
ACTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGG 
GGTTTCCGCCCCTTAGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAAGAATTGACGGGGACCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCGCTGACAGCCCTAGAGATAGGGTGTCCCCTTCGGGGGCAGCGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAG 
GTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAG 
CGAAGCCGCGAGGTGAAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCA 
TGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCG 
AAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCC 
TGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGGCGTAGCAATCCGTCAGTGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTT 
GGTTCGGAACAACTGAGGGAAACTTCAGCTAATACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAG 
GTAATGGCCCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAG 
AATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTTTTTAAGTC 
AGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGAAAGTCTTGAGTACGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGA 
TATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGTTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAATGCCAGCCGTTAGTGGGTTTACTCACTAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTGACATGTCCAGGACCGGTCGCAGAGATG 
TGACCTTCTCTTCGGAGCCTGGAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCTTTA 
GTTGCTACCATTTAGTTGAGCACTCTAAAGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACAC 
ACGTGCTACAATGGCGGTGACAATGGGATGCTAAAGGGCAACCTCTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAG 
TTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGGTAG 
TGCGCTAACCCGCAAGGGAGGGCAGCTAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTT 
TCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCAGGGGGAAAGCTGGC 
TTCGGTCAGTGAGTACACCGGCGGACGGGTGAGTAACGCGTGAGCAACCTACCCCGCAGACCGGGATAACCCATCGAAAGGTGGGCTAATACTGGATGAGCGCAC 
GTGCTGCATGGCATGTGTGAAAAGGCAGGCTTTAAGCTTGCGCTGCGGGATGGGCTCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGAT 
GGGTAGCCGGCCTGAGAGGGTGGTCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGCCGGAAACGGTG 
ACGCAGCGACGCCGCGTGGGCGAGGAAGGCCTTCGGGTCGTAAAGCCCTTTCAGTGGGGAAGAAAGGTGCAGGCAGTAACTGGTCTGTATTTGACGGTACCCACA 


673080 Bacteria_16S 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; 
673080 Bacteria_16S 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 


3637973 3637911 54 


3639525 3639463 54 


3641094 3641032 54 


116 


116 


116 


gi|219846480 


strain AT37 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi|219846479 


gi|219846478 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
673080 Bacteria_16S 


3642619 3642557 54 


116 


gi|219846477 


mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 


mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
673080 Bacteria_16S 


strain OS-3256 16S ribosomal RNA, partial sequence 


3644151 3644089 54 


116 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 


michiganensis subspecies tessellarius strain 78181 16S 
Clavibacter michiganensis subsp. tessel 


3768856 3768794 54 


116 


gi|219846476 


3643713 3645193 Kitasatospora 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


NR_026072.1 
ref |NR_026071.1 
ref |NR_026070.1 
NR_026069.1 


ref 


ref|NR_026068.1 


Streptomyces 


3637554 3639053 Streptomyces 
Streptomycineae; 


Streptomyces 


3639104 3640605 Streptomyces 
Actinomycetales; Streptomycineae; 


Kitasatospora 


3640656 3642130 Kitasatospora 
Streptomycineae; 


Kitasatospora 


3642181 3643662 Kitasatospora 
Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 


Streptomycineae; Streptomycetaceae; Kitasatospora. 


219846385 
ribosomal 


gi 


Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 


673080 Bacteria_16S 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 
Spirilliplanes. 


Micromonosporaceae; 
673080 Bacteria_16S 
strain ATCC 19812 


16S ribosomal RNA, 


3917684 3917622 54 


3919235 3919173 54 


116 


116 


complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 
strain ATCC 25495 


Streptomyces. 
673080 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 


3920816 3920754 54 


3922397 3922335 54 


3923977 3923915 54 


116 


16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


116 


116 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 


neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
673080 Bacteria_16S 
strain RL-34 16S 


ribosomal RNA, 


3925558 3925496 54 


3927138 3927076 54 


3928719 3928657 54 


116 


116 


116 


complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 
strain CM2104 16S 


4011545 4011483 54 


116 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 
strain JC2056 16S 


4049478 4049428 65 


115 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 405944 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 


4058410 4058348 54 


Micrococcaceae; Citricoccus. 


673080 Bacteria_16S 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 
673080 Bacteria_16S 


4073526 4073464 54 


4126502 4126440 54 


116 


116 


strain HSC68 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


116 


strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 


4199987 4199925 54 


116 


strain CA15-8 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


complete 


gi|219846282 


gi|219846281 


gi|219846280 


219846279 


gi 


gi|219846278 


complete sequence 
Actinomycetales; 


gi|219846277 


gi|219846276 


complete sequence 


gi|219846275 


3928271 3929800 Streptomyces 
Streptomycineae; Streptomyceta 


gi| 219846215 


4011119 40125 


gi|219846187 


4049074 40504 
Propionibacterineae; 


gi|219846181 


gi|219846170 


gi|219846132 


4126077 41275 


gi|219846075 


Actinomycetales; 


Streptomycineae; 


sequence 3921948 392347 
Actinomycetales; 


complete 


Actinomycetales; 


Actinomycetales; 


sequence 
Actinomycetales; 


ref 
RNA, 


NR_025976.1 


ref|NR_025872.1 


ref|NR_025871.1 


ref|NR_025870.1 


ref|NR_025869.1 


ref|NR_025868.1 


392352 


ref|NR_025867.1 
sequence 392511 


ref|NR_025866.1 
3926691 392822 
Strepto 


ref|NR_025865.1 


ref|NR_025805.1 


ref|NR_025777.1 


Nocardioi 


ref|NR_025771.1 


Micro 
ref|NR_025760.1 
4073095 407456 


Cor 


ref |NR_025722.1 


partial sequence 
larius Bacteria; Actinobacteria; Actinobacteridae; 


Clavibacter 
3768438 3769927 


Spirilliplanes 


sequence 3917267 3918736 Spirilliplanes 
Micromonosporineae; 


Streptomyces tendae 


3918787 3920316 Streptomyces tendae Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces sampsonii 


3920367 3921897 Streptomyces sampsonii 
Streptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Janibacter melonis 


97 Janibacter melonis Bacteria; 
Micrococcineae; Intrasporangia 


ceae; Janibacter. 
Nocardioides aestuarii 


53 Nocardioides aestuarii Bacteria; 


daceae; Nocardioides. 
Citricoccus 

8 Citricoccus 
coccineae; 


Mycobacterium 
2 Mycobacterium 


ynebacterineae; 


Streptomyces africanus 


64 Streptomyces africanus Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 


ref|NR_025665.1 


Arthrobacter koreensis 


4199561 4201031 Arthrobacter koreensis Bacteria; 


673080 Bacteria_16S 
olivochromogenes 
olivochromogenes 
Streptomycetaceae; 
673080 Bacteria_16S 
strain B7319 16S 


4201470 4201408 54 


4202968 4202906 54 


116 


116 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


673080 Bacteria_16S 
koyangensis strai 
koyangensis Bacte 
Streptomycetaceae; 
673080 Bacteria_16S 
strain HKI0088 16 


673080 Bacteria_16S 


strain LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


673080 Bacteria_16S 
strain JCM3146 16 


4204516 4204454 54 


65580 65523 59 
564303 564242 54 


1528737 1528684 66 


116 


116 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


115 


119 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
673080 Bacteria_16S 
aridum subsp. lar 


1663935 1663870 54 


Kibdelosporangium aridum subsp. 


Actinomycetales; 
673080 Bacteria_16S 
strain R2014 16S 


673080 Bacteria_16S 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 
673080 Bacteria_16S 
radicidentis stra 


Actinomycetaceae; 
673080 Bacteria_16S 
strain CF-43 16S 


673080 Bacteria_16S 
strain JCM 3151 1 


Pseudonocardineae; 


1668537 1668480 59 


1816074 1816009 54 


1931781 1931732 67 


1959047 1958990 59 


2670049 2669984 54 


119 
largum 


116 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


119 


116 


116 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


119 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
673080 Bacteria_16S 


glycogenica strain Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinob 
Micropruina. 
673080 Bacteria_16S 
brevicatena strai 
brevicatena Bacte 
Sporichthya. 

673080 Bacteria_16S 
strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 

673080 Bacteria_16S 
strain DSM 43764 


2898458 2898393 55 


2944029 2943965 54 


3224115 3224066 67 


3252793 3252740 54 


119 


119 


116 


107 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
673080 Bacteria_16S 
strain IFO 14679 


3731713 3731652 54 


115 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
673080 Bacteria_16S 
atramentaria stra 


Thermomonosporaceae; 
673080 Bacteria_16S 
subsp. 
subsp. 


3733173 3733112 54 


Actinomadura. 
3734632 3734571 54 


Streptosporangiaceae; Microbispora. 


115 


115 


gi 


strain DSM 40451 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


gi 
42 


Streptomycinea 


gi 


n VK-A60 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 
65 


gi 
56 


gi 
15 


Streptosporang 


gi 


gum strain SKF-AAD-609 16S ribosomal RNA, partia 


gi 
16 


gi 


43828 16S ribosomal RNA, partial sequence 18156 
acteria; Actinobacteridae; Actinomycet 


gi 


in CCUG 36733 16S ribosomal RNA, parti 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


gi 


1958616 19601 


gi 


6S ribosomal RNA, partial sequence 2669632 26710 
Streptosporang 


gi 


gi 


n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


16S ribosomal RNA, partial sequence 3252379 32538 
Streptosporang 


gi 


16S ribosomal RNA, partial sequence 3731323 373 
Streptosporang 


gi 


in SF2197 16S ribosomal RNA, partial s 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; 


gi 


219846074 
idae; Acti 


219846073 
02580 42040 


219846072 
Actinomyc 


265679020 
168 66643 


265678676 
3902 56532 


219857434 
28339 15297 


219878432 


Kibdelosp 
219878429 
68114 16695 


219878325 


ales; Pseu 
219878240 
al sequenc 


Actinomy 
219878222 


occineae 
219857210 


219856857 
nce 28980 
ales; Prop 


219856827 
sequence 
Actinomyc 


219846771 
32236 
Acti 


ales; 


219846752 


219846413 
27 


219846412 
equence 


ref 


ref 


e; S 
ref 


etal 
ref 


; Bo 
ref 


> Mi 
ref 


ref 
1 se 


oran 
ref 


¢ Ac 
ref 


dono 
ref 
ceta 
ref 


> Mi 
ref 


inea 
ref 
ioni 


ref 


ref 


ref 


inea 


ref 


ref 


219846411 


aerata strain P132 16S ribosomal RNA, partial sequence 
aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ence 
nomycetales; 


27 Streptomyces 


4204078 42055 


ineae; 


46 1817129 Kibde 
e 1931360 19327 


16 Arthrobacter 


87 Microbispora 
36 2899473 Microp 

’ 
2943614 29450 
etal 
26 Actinomadura 
31 Actinomadura 


inea 


3732782 37341 
Actinomyceta 


NR_025664.1 
420108 
st 


NR_025663.1 
treptomycet 
NR_025662.1 
6 


es; 


NR_029328.1 


NR_028981.1 


crobacteriac 
NR_025022.1 


NR_025571.1 
quence 


gium. 
NR_025568.1 


tinomycetace 
NR_025464.1 
1 


cardineae; P 


NR_025379.1 
6 
les; 


NR_025361.1 


crococcaceae 
NR_024838.1 


e; Streptosp 


NR_024676.1 
bacterineae 


NR_024646.1 
7 
Frankine 


es; 
NR_026363.1 
cineae; Acti 
NR_026344.1 


e; Thermomon 


NR_026004.1 
e; 


NR_026003.1 
9 


les; Strepto 


ref 


3734241 3735655 Microbispora 
Streptosporangineae; 


Streptomyces 
2 4202529 Streptomyces 


reptomycineae; 


Streptomyces aureus 


aureus Bacteria; 
aceae; 


Streptomyces. 
Streptomyces 
5 Streptomyces 


Streptomycineae; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 
goriellaceae; 


Bogoriella. 
Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 
Thermomonosporaceae; 


Kibdelosporangium 
1663507 1664980 


Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 

Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 
Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Sporichthya 
9 Sporichthya 


ae; Sporichthyaceae; 


Actinomyces europaeus 


89 3225098 Actinomyces europaeus 
nomy 


nomycetaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura coerulea 


coerulea Bacteria; 
Thermomonosporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


NR_026002.1 


Microbispora rosea 


rosea 


673080 Bacteria_16S 
strain IFO 14097 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 3737554 3737493 54 115 
strain IFO 14525 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 3739018 3738957 54 115 
strain IFO 14345 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 3740482 3740421 54 115 
niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 
673080 Bacteria_16S 3741946 3741885 54 115 
strain T/457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microtetraspora. 
673080 Bacteria_16S 


3736095 3736034 54 115 


3743411 3743350 54 115 


gi 


Stre 


gi 


Stre 


gi 


Stre 


gi 


Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


219846410 


16S ribosomal RNA, partial sequence 3735706 37371 
osporang 


pt 
219846409 


16S ribosomal RNA, partial sequence 3737165 37385 
osporang 


pt 
219846408 


16S ribosomal RNA, partial sequence 3738628 37400 
osporang 


pt 
219846407 
ce 37400 
ales; 


219846406 


3741557 37429 


Stre 


gi 


pt 


219846405 


strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 37444 


Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 3744876 3744815 54 115 

strain 104 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 3746337 3746276 54 115 

strain IFO 13155 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 3747798 3747737 54 115 

strain IFO 14745 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 32324 32276 68 116 

flavescens strain 
Bacteria; Actinob 
Microbacterium. 
673080 Bacteria_16S 
aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 
673080 Bacteria_16S 
aerolatum strain 
Bacteria; Actinob 
Microbacterium. 
673080 Bacteria_16S 
halophilum strain 
Bacteria; Actinob 
Microbacterium. 
673080 Bacteria_16S 
strain VPI 0546 1 


95706 95646 59 119 


ria; Proteobacteria; 


618724 618662 54 116 


1112717 1112669 68 116 


1289403 1289343 56 
6S ribosomal RNA, 


116 


Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
673080 Bacteria_16S 2166193 2166141 67 119 gi|219857624|ref|NR_025213.1 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 216722 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; P 
Pseudonocardiaceae; Pseudonocardia. 

673080 Bacteria_16S 2328618 2328570 68 116 gi|219857510|ref|NR_025098.1 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 232964 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Microbacteriaceae; Microbacterium. 

673080 Bacteria_16S 2360401 2360353 68 116 gi| 219857487 |ref|NR_025075.1 
strain K265 16S ribosomal RNA, partial sequence 2360002 23614 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
673080 Bacteria_16S 2361925 2361877 68 116 gi|219857486|ref|NR_025074.1 


strain K300 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
673080 Bacteria_16S 2666978 2666926 67 119 gi|219857212|ref|NR_024840.1 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharopolyspora. 

673080 Bacteria_16S 3050310 3050250 59 119 gi|219846888|ref|NR_026480.1 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 305136 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

673080 Bacteria_16S 3242309 3242249 59 119 gi|219846759|ref|NR_026351.1 


Strept 


gi 


219846404 


3744485 37458 


Stre 


gi 


Stre 


gi 


Stre 


gi 


401 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


76 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


pt 
219846403 


16S ribosomal RNA, partial sequence 3745947 37473 
osporang 


pt 
219846402 


16S ribosomal RNA, partial sequence 3747408 37488 
ptosporang 


265679042 
ce 31915 
ales; 


265678999 


n Aspo2 16S ribosomal RNA, partial sequence 
Deltaproteobacter 


ia; Desulf 


265678639 
ce 61837 
ales; 


265678300 
e 11123 


ales; 


219846501 


complete sequence 1289055 12904 


2361525 23629 


africanus strain DSM 2603 16S ribosomal RNA, partial sequence 


Stre 


osporang 


osporang 


osporang 


Micr 


Micr 


Micr 


ref|NR_026001.1 


inea 
ref 


e; Streptosp 
NR_026000.1 


inea 
ref 


e; Streptos 
NR_025999.1 


ineae; Streptosp 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref |NR_025997.1 


ineae; Streptosp 


ref |NR_025996.1 


inea 
ref 


e; Streptosp 
NR_025995.1 


inea 
ref 


e; Streptosp 
NR_025994.1 


inea 
ref 


e; Streptosp 
NR_025993.1 


ineae; Streptosp 
ref|NR_029350.1 

33385 Microb 
ococcineae; Micr 


ref |NR_029307.1 

95265 96764 
ovibrionales; De 
ref |NR_028944.1 
1 619715 Microb 
ococcineae; Micr 


ref |NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


ref |NR_026093.1 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
porangiaceae; Nonomuraea. 


Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 

etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Microbacterium 

acterium flavescens 

obacteriaceae; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Microbacterium 
acterium halophilum 


obacteriaceae; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


Microbacterium 
4 Microbacterium 


cineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 

Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


3241884 324339 


Desulfovibrio 
3 Desulfovibrio 


africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

673080 Bacteria_16S 3523854 3523802 67 119 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 


673080 Bacteria_16S 45723 45672 65 116 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
673080 Bacteria_16S 109384 109333 65 116 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

673080 Bacteria_16S 147437 147386 65 116 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 


673080 Bacteria_16S 153613 153562 68 119 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

673080 Bacteria_16S 646213 646162 65 116 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
673080 Bacteria_16S 774042 773979 53 116 gi|265678530|ref|NR_028834.1| Prauserella alba 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
673080 Bacteria_16S 795471 795420 68 119 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
673080 Bacteria_16S 851836 851785 65 116 gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 
673080 Bacteria_16S 874603 874544 60 119 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
673080 Bacteria_16S 914316 914265 65 116 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
673080 Bacteria_16S 1235266 1235215 65 116 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
673080 Bacteria_16S 1301368 1301317 68 119 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 
lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 
673080 Bacteria_16S 1431940 1431889 68 119 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
673080 Bacteria_16S 1460729 1460678 65 116 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
673080 Bacteria_16S 1560441 1560390 65 116 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
673080 Bacteria_16S 1730990 1730939 65 116 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
673080 Bacteria_16S 1852582 1852531 68 119 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 
673080 Bacteria_16S 1910280 1910229 65 116 gi| 219878256 |ref|NR_025395.1]| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
673080 Bacteria_16S 2033617 2033566 65 116 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
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673080 Bacteria_16S 1527234 1527180 65 119 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
673080 Bacteria_16S 1534781 1534727 65 119 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
673080 Bacteria_16S 1563386 1563324 54 116 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
673080 Bacteria_16S 1673029 1672967 54 116 gi| 219878426 |ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
673080 Bacteria_16S 1674552 1674490 54 116 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
673080 Bacteria_16S 1676051 1675989 54 116 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
673080 Bacteria_16S 1677568 1677506 54 116 gi|219878423|ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
673080 Bacteria_16S 1679089 1679027 54 116 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 


673080 Bacteria_16S 1758557 1758495 54 116 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

673080 Bacteria_16S 1925613 1925551 54 116 gi| 219878244 |ref|NR_025383.1| Amycolatopsis 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
673080 Bacteria_16S 1937781 1937719 54 116 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 
673080 Bacteria_16S 2055341 2055279 54 116 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
673080 Bacteria_16S 2078234 2078172 54 116 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
673080 Bacteria_16S 2132960 2132898 54 116 gi|219857646|ref|NR_025235.1| Mycobacterium 
poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 132540 2133989 Mycobacterium 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
673080 Bacteria_16S 2139033 2138971 54 116 gi| 219857642 |ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
673080 Bacteria_16S 2383160 2383098 54 116 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

673080 Bacteria_16S 2405940 2405894 70 116 gi| 219857456 |ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

673080 Bacteria_16S 2421435 2421385 66 116 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
673080 Bacteria_16S 2437937 2437875 54 116 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


is} 


673080 Bacteria_16S 2493829 2493767 54 116 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

673080 Bacteria_16S 2609248 2609186 54 116 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

673080 Bacteria_16S 2677616 2677554 54 116 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

673080 Bacteria_16S 2747959 2747901 59 116 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al1-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
673080 Bacteria_16S 2833890 2833828 54 116 gi|219856901|ref|NR_024722.1| Nocardia vinacea 
strain MK703-102F1 16S ribosomal RNA, partial sequence 2833466 2834941 Nocardia vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

673080 Bacteria_16S 2901503 2901441 54 116 gi|219856855|ref|NR_024674.1| Leucobacter albus 


strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 29025 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
673080 Bacteria_16S 3236244 3236182 54 116 gi| 219846763 |ref|NR_026355.1 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 323732 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
673080 Bacteria_16S 3337770 3337708 54 116 gi|219846693|ref|NR_026285.1 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 333881 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

673080 Bacteria_16S 3339282 3339220 54 116 gi|219846692|ref|NR_026284.1 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 333886 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacteriaceae; Mycobacterium. 

673080 Bacteria_16S 3356137 3356075 54 116 gi|219846679|ref|NR_026271.1 
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673080 Bacteria_16S 3359264 3359202 54 116 gi| 219846677 |ref|NR_026269.1 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 33603 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Dermabacteraceae; Brachybacterium. 

673080 Bacteria_16S 3380570 3380508 54 116 gi|219846662|ref|NR_026254.1 
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ref |NR_026322.1 
m. 
ref|NR_026172.1 
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ref|NR_026171.1 
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donocardineae; P 


ref|NR_025778.1 
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ref|NR_025776.1 

4050504 405187 
etales; Propioni 


ref|NR_025758.1 


rales Family IV. 
ref |NR_025688.1 
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Eubacteriaceae; 
ref|NR_029335.1 
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Desulfobacterium 
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Alicyclobacillus 
lobacillus hesperidum 


Propionibacterium 
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Propionibacteriaceae; 


Rubrobacter 
6 Rubrobacter 
erineae; 


Clostridium 
3 Clostridium 
ostridium. 
Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
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13 Nocardia sienata Bacteria; 


e; Nocardia. 
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05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum 
crispum agreste 
seudonocardiaceae; 


agreste 


Alicyclobacillus 
lobacillus vulcanalis 


Nocardioides 
7 Nocardioides 


bacterineae; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Garciella 
8 Garciella 
Garciella. 
Holdemania filiformis 


Holdemania filiformis Bacteria; 


ref|NR_029323.1 
72731 74244 


Pseudonocardia 
Pseudonocardia 


GAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGAGTCACTGGGCGTAAAGCGCACGTAGGCGGTGCGGTAAGT 
CTGGGGTCAAAGGCTACGGCTCAACCGTAGTAAGGCCTCAGATACTATCGTGCTAGAGTGCCGGAGAGGGTAGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAG 
ATATAGGGAGGAACACCGGTTGCGAAGGCGGCTACCTGGCCGGTAACTGACGCTGAGGTGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCTGTAAACGATGGGCGCTAGGTGTTGGTGGTTAGTAGCCATCAGTGCCGAAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCTAACCGAAGAACCTTACCTGGGCTTGACATCCCCGGGACCTGCCAGAGATG 
GTGGGGTGCCTGGTTTTRCCAGGAGCCGGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCT 
ACCCTTAGTTGCCATCGGTTAGGCCGGGCACTCTAAGGGGACTGCCCCGGATAACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGG 
GCTACACACGTGCTACAATGGGGCGTACAGAGGGCAGCGAAGCCGCGAGGCTGAGCGAATCTCAGAAAGCGCTCCTCAGTTCGGATCGCAGTCTGCAACTCGACT 
GCGTGAAGCCGGAATCGCTAGTAATCGCAGGTCAGCAAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGGCTATACC 
TGAAGCCGGTGGCCCAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGGTGAACGCTGGCGG 
CGTGCCTAAGACATGCAAGTCGAGCGGGGGGTCTTTGGCTTTTTGCTGGGGGCTCCTAGCGGCGGACGGGTGAGTAACGCGTAGGTGACCTACCCGGAAGTGGGG 
GACAACCCGGGGAAACTCGGGCTAATCCCGCATGTGGACGCGTCCTGTGGGGCGTGTCTAAAGGCGCGAGCCGCTTCCGGATGGGCCTGCGTCCCATCAGCTGGT 
TGGTGAGGTAAGGGCTCACCAAGGCGACGACGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAG 
TTAGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCTTGCGGGAGGAAGCCCTTCGGGGTGTAAACCGCTGAACCCGGGACGAAAGCCCCTGTTT 
GGGGGGATGACGGTACCGGGGTAATAGCACCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGC 
GCGTAGGCGGCCTCTTAAGTCCGGTGTGAAAGACCACGGCTCAACCGTGGGGGCGCGCCGGATACTGGGGGGCTTGACGGCCGGAGGGGGCAGCGGAATTCCCGG 
AGTAGCGGTGAAATGCGTAGATACCGGGAGGAACGCCGATAGCGAAGGCAGCTGCCTGGACGGTTTGTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACGGGAT 
TAGATACCCCGGTAGTCCACGCCGTAAACGATGCGCGCTGGGTGTCCGGCTTGGGCTGGGCGCCGAAGCTAACGCGTTAAGCGCGCCGCCTGGGGAGTACGGCCG 
CAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCCCGG 
GACCCTGGTGAAAGCCGGGGGTGCCCCGTTTGGGGAGCCGGGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCCTGTCCCCAGTTGCCAGCGGTTGGGCCGGGCACTCTGGGGAGACTGCCCGCGAAAGCGGGAGGAAGGCGGGGACGACGTCTGGTCAGCATGGCCC 
TTACGGCCTGGGCGACACACGTGCTACAATGGCCGGGACAGCGCGTTGCGACCCCGCGAGGGGAAGCCAATCGCTCAAACCCGGTCCCAGTTCGGATTGGAGTCT 
GCAACTCGACTCCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACGCCATGGGAG 
TGGGCTGCACCTGAAGTCGCCGGGAGCCCGTTAACGGGCAGGCGCCGAGGGTGGGGCTCACGACTGGGGCGAAGTCGTAACAAGGTAACCGTNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAGGGGCAGCAGGGGTAGCAATACCCGCTGGC 
GACCGGCAAACGGGTGCGGAACACGTACGCAACCTTCCTTCAAGCGGGGGATAGCCCGGAGAAATCCGGATTAATACCCCATAGGATTGTGGGTTGGCATCAACC 
AGCAATTAAAGATTTATCACTTGAAGATGGGCGTGCGCCTGATTAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCGACGATCAGTAACTGGCGTGAGAGCGCGA 
CCAGTCACACGGGCACTGAGACACGGGCCCGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGGAGGA 
TGAAGGTCCTCTGGATTGTAAACTTCTTTTATCTGGGAAGAAACGGGTCCTTTTCAGGATTTTTGACGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGTAGGCGGAATGGAAAGTCCGTTGTGAAATCTCCGAGCTTAACTCG 
GAAATTGCGGTGGATACTATCATTCTTGAATACTGTGGAGGTTAGCGGAATATGTCATGTAGCGGTGAAATGCATAGATATGACATAGAACACCAATTGCGAAGG 
CAGCTGGCTACACAGATATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGATTACTCGACATTTG 
CGATACACAGCAAGTGTCTGAGCGAAAGCATTAAGTAATCCACCTGGGAAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGCAAACTGACTGCTGGTGAAAGCTGGCTTTGTAGCAATACACAGTTTGTAAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCACTAGTTGCCAACAGGTAGAGCTGGGAACTCTAG 
TGAAACTGCCGTCGTAAGACGCGAGGAAGGAGGGGATGATGTCAAGTCATCATGGCCTTTATGCCCAGGGCTACACACGTGCTACAATGGTAGGAACAAAGGGCT 
GCTACCTGGTAACAGGATGCTAATCTCAAAAATCCTATCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGCTGGAATCGCTAGTAATCGTATATCAGC 
AATGATACGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGGACCTGAAGTCGGTAACCGCAAGGAGCCGCCTAGGGTAAA 
ACCGGTAATTGGGGCTAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTT 
TGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACCCTTCGGGGTGAGCGGCGGACGGGTGAGTAACACGTGGGCAATCTGC 
CTATCAGACTGGAATAACACTCGGAAACGGGTGCTAATGCCGGATAGTTCAAGGGAAGGCATCTTCCGTTGAGGAAAGTTGCAAATGCAACACTGATAGAGGAGC 
CCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTTGCT 
CGGGGAGAGCGATAAGGAGAGTGGAAAGCTCCTTAGGAGACGGTACCGAGTGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAA 
GCGTTGTCCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGTTGTGTAAGTCTGGAGTGAAAGTCCAAGGCTCAACCTTGGTTTGTCTTTGGAAACTGCATAACT 
TGAGTGCTGGAGAGGCAAGGGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCAGTGGCGAAGGCGCCTTGCTGGACAGAAACTGACGCT 
GAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGATACACCTCAGTGCCGAAGGAA 
ACCCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACGCATCTAGAGATAGGTGTTCCCTTCGGGGCAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTGTGTTACCAGCACGTAAAGGTGGGGACTCACAGGTGACTGCCGGCGTAAGTCGGAGGA 
AGGCGGGGATGACGTCAAATCATCATGCCCTTGATGTCCTGGGCTACACACGTGCTACAATGGGCGGTACAGAGGGAAGCGAAGCCGCGAGGTGGAGCCAAACCT 
AGAAAGCCGTTCGTAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCACGAGAGTCGGCAACACCCGAAGTCGGTGAGGCAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGGTTGATGATTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTAAGCT TAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNCATGCAAGTCGAGCGGTAACAGAGGAGCTTGCTCCTGCTGACGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTAGTAGAGGGGGACAACATGTGGA 
AACGCATGCTAATACCGCATACGCCCTAAGGGGGAAAGGAGGGGACTCTTCGGAGCCTTCCGCTATTAGATGAGCCTGCGTGAGATTAGCTAGTTGGTAGGGTAA 
AGGCCTACCAAGGCGACGATCTCTAACTGGTCTGAGAGGATGACCAGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTAGGGTTGTAAAGCACTTTNCAGGGGTGTAGGAAGGGTGATAGCTTAATACG 
TTATCATTTTGACGTTAGCCCCAGAAGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGCGCGTAGGTGGTTTGTTAAGTCGGATGTGAAATCCCAGGGCTCAACCTTGGAATGGCACCCGATACTGGCTAGCTAGAGTATGGTAGAGGGGTGTGGAATTTC 
CTNGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGACACCCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACN 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGTTGTAATGACTTAGTGGCGCAGCTAACGCAATAAGTAGACCGCCTGGGGAG 
TACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGAC 
ATCCACAGAACATTTGAGAGATCAGATGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGT 
AACGAGCGCAACCCTTGTCCTTATTTGCCAGCACGTAATGGTGGGAACTTTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCA 
TGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCACAAAGTACGTCGTAGTCCGGATTG 
GAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGATTGCTCCAGAAGTAGCTAGCTTAACCCTTCGGGGAGGCGGTTACCAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NCTACACATGCAAGTCGAGCGGGGTTTTCGGACCTAGCGGCGGACGGGTGAGTAATGTATAGGGAGCTGCCCGACAGAGGGGGATACCAGTTGGAAACGACTGTT 
AATACCGCATAACGTCTACGGACCAAAGTATGGGACCTTCGGGCCATATGCTGTCGGATGCACCTATATGGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAG 
GCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCG 
CAAGCCTGATCCAGCCTGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGGTGTTGNGTTAATAGCCNNCTTTTTGACGTTA 
CTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGTTTG 
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gi 
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ref|NR_029301.1 
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ref|NR_029208.1 
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ref |NR_029139.1 
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fidobacteriaceae 
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ref|NR_029095.1 
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iobacteriales; C 


ref |NR_026299.1 
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, 
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ref|NR_025594.1 
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ref|NR_025440.1 
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22 2607261 Desulf 
; Desulfovibrion 
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ira. 

Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Slackia 
Slackia 
oriobacterineae; 


Brevibacterium 
acterium mcbrellneri 
ineae; 
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Clostridium 
9 Clostridium 
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v 


ref|NR_024803.1 


Nocardia 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 


673080 Bacteria_ 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, part 
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673080 Bacteria_ 
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16S 2785634 2785590 75 119 


gi 


16S 2787215 2787171 75 119 gi 
CP-1 16S ribosomal RNA, partial sequen 
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ref|NR_025766.1 
18 Desulfovibrio 


219857126|ref|NR_024754.1] Alicyclobacillus 

ial sequence 2785219 2786735 Alicyclobacillus 
clobacillaceae; Alicyclobacillus. 
219857125|ref|NR_024753.1| Alicyclobacillus 

ce 2786786 2788314 Alicyclobacillus herbarius 
Alicyclobacillus. 

219846584|ref|NR_026176.1| Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
c 


eae; Actinotalea. 
Desulfovibrio bastinii 
bastinii Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

673080 Bacteria_16S 23111 23064 68 115 gi|265679048|ref|NR_029356.1| Clostridium 

orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

673080 Bacteria_16S 42691 42640 68 119 gi|265679035|ref|NR_029343.1| Nocardiopsis 

synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 

synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

Nocardiopsaceae; Nocardiopsis. 

673080 Bacteria_16S 64020 63973 68 115 gi|265679021|ref|NR_029329.1| Herbaspirillum 

seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

673080 Bacteria_16S 84977 84926 68 119 gi|265679006|ref|NR_029314.1| Nocardiopsis 

dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

673080 Bacteria_16S 144518 144467 65 116 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 

strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

673080 Bacteria_16S 156717 156674 65 108 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 

strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

673080 Bacteria_16S 204118 204067 68 119 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 

thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 

thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

673080 Bacteria_16S 266607 266560 68 115 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 


strain OXB 16S ri 
B 


Proteobacteria; 
673080 Bacteria_ 
strain F 628 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


673080 Bacteria_ 


brisbanense strai 
brisbanense Bacte 


Mycobacteriaceae; 


673080 Bacteria_16S 


botniense strain 


Bacteria; Actinob 


Mycobacterium. 


673080 Bacteria_16S 


lusitanum strain 
Bacteria; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain CCUG 33897 


Bacteria; Actinob 


Luteococcus. 


673080 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; 


owensensis OL 16S 


Proteob 
673080 Bacteria_16S 
strain 7-2 16S ri 
B 
673080 Bacteria_16S 
strain Ter6 16S r 
B 
673080 Bacteria_16S 
lucentensis strai 
Proteob 
673080 Bacteria_16S 


B 
673080 Bacteria_16S 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
16S 297017 296966 65 116 gi 
ribosomal RNA, partial sequence 


16S 478502 478451 65 116 gi 
n W6743 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
713775 713724 65 116 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


738377 738330 68 115 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
1035672 1035625 68 115 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1146018 1145971 68 115 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1150520 1150477 65 108 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1218536 1218485 65 116 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


1266856 1266809 68 115 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 


gi 


266185 26767 
alobactera 


265678862 


296587 29794 
nebacterin 


265678732 
uence 


265678573 
ce 71335 
ales; 


265678555 
ence 73794 
riales; 
265678354 


1035238 10367 
alobactera 


253680759 


1145612 11470 
alobactera 


253680756 
ence 11501 
rillales; 
219878368 
12181 
ales; 


219846423 


1266430 12679 
alobactera 


1304478 1304427 68 119 gi 
ribosomal RNA, partial sequence 


219846460 


Actinomyc 


Cory 


Ox 


Prop 


ceae; Oxalobact 
ref|NR_029168.1 
9 Mycobacterium 
eae; Mycobacter 
ref|NR_029037.1 

478074 479572 
etales; Coryneb 


ref |NR_028878.1 
9 714869 Mycob 
nebacterineae; 


ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028656.1 
; Herbaspir 
NR_028007.1 


ceae 
ref 


ceae; Collimonas 
ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref|NR_026014.1 


ceae; Massilia. 
ref 


NR_026051.1 


i 


a 


a 
M 


2 Oxalobacter formigenes Bacteria; 
e 


r. 
Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
i 


llum. 
Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Massilia timonae 


23 Massilia timonae Bacteria; 


Caldicellulosiruptor 


1304017 1305555 Caldicellulosiruptor owensensis OL 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellulosiruptor. 


673080 Bacteria_16S 1465343 1465300 65 108 gi|224581409|ref|NR_027190.1 
strain U120 16S ribosomal RNA, partial sequence 1464924 14664 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
673080 Bacteria_16S 1468351 1468308 65 108 gi| 224581407 |ref|NR_027188.1 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 14694 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
673080 Bacteria_16S 1639380 1639329 68 119 gi|219878450|ref|NR_025589.1 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
673080 Bacteria_16S 1740149 1740098 68 119 gi|219878380|ref|NR_025519.1 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 17412 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
673080 Bacteria_16S 1876918 1876867 68 119 gi| 219878283 |ref|NR_025422.1 


halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 187800 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

673080 Bacteria_16S 1970975 1970928 68 115 gi|219878214|ref|NR_025353.1 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 197204 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalob 
Herbaspirillum. 

673080 Bacteria_16S 2067466 2067423 65 108 gi| 219878145 |ref|NR_025284.1 


strain 58Eu 16S r 
B 
673080 Bacteria_16S 


Proteobacteria; 


strain ATCC 51384 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
673080 Bacteria_16S 


strain YIM 90003 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
Streptomonospora. 
673080 Bacteria_16S 2228311 2228248 53 116 gi|219857580|ref|NR_025168.1 


strain YIM 21741 


Streptomonospora. 


673080 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; 


cinnamivorans str 
cinnamivorans Bac 


673080 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


673080 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


673080 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 


caldilitoris stra 
caldilitoris Bact 


673080 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


673080 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


673080 Bacteria_16S 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 


B 
673080 Bacteria_16S 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2135980 2135929 65 116 gi 
16S ribosomal RNA, partial sequence 


Oc 


2157064 2157013 68 119 gi 


oc 
2252634 2252583 68 119 
bosomal RNA, partial sequence 


gi 


Stre 
2409004 2408953 68 119 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 
2410550 2410503 68 115 gi 
etaproteobacteria; Burkholderiales; Te 
2430299 2430252 68 115 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2499777 2499734 65 108 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2510483 2510432 68 119 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


qu 
di 


Oc 


al 


2511990 2511939 68 119 gi 
7 16S ribosomal RNA, partial sequence 
Stre 
2689610 2689555 53 108 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
2718052 2718005 68 115 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


pt 


qu 
ce 


al 
ct 


2722590 2722551 75 114 


gi 


tes; Bacillales; Alicyclobacillaceae; Al 


2867763 2867716 68 115 gi 


2067059 20685 
219857644 


ne 
219857630 
16S ribosomal RNA, partial sequence 2156657 21581 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
673080 Bacteria_16S 
strain KS9 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 
salina strain YIM 
Bacteria; Actinob 


219857564 
2252243 22536 
pt 
219857454 


219857453 
6S ribosomal RNA, partial sequence 2410156 24116 


pi 
219857437 


219857382 


2499368 25008 


219857370 


219857369 


219857196 


219857176 


219857173 


yclaceae; Thauera. 
ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 


ref |NR_025219.1 


21355 
bacterin 


7 Mi 
ref 


crobacteriac 
NR_025152.1 


occineae 


ineae; Nocardiop 
ref |NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


osporang 


24085 
Stre 


e 
es; 
ref|NR_025041.1 
dimonas. 
ref|NR_025025.1 
2429869 243135 


minococcaceae; P 
ref |NR_024970.1 


ence 


ales; Ru 


yclaceae; Azoarcus. 
ref|NR_024958.1 
68 2511541 Nocard 


ptosporangineae; 


25100 
es; Stre 
ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref |NR_024824.1 

2689164 269065 
ogenivirga. 
ref |NR_024804.1 
e 2717632 271910 
rkholderiales; 0 


25115 
osporang 


ence 
ae; Hydr 
sequenc 
eria; Bu 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 


27221 
icycloba 


219856879 


ref|NR_024698.1 


Incertae 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis halophila 


36 Nocardiopsis halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

9 Nocardiopsis 

sporangineae; 


Herbaspirillum 
9 Herbaspirillum 


acteraceae; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Mycobacterium brumae 

cterium brumae Bacteria; 

aceae; Mycobacterium. 
Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Nocardiopsis composta 


96 Nocardiopsis composta Bacteria; 


saceae; Nocardiopsis. 
Streptomonospora 

omonospora salina 

Nocardiopsaceae; 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Papillibacter 
9 Papillibacter 
apillibacter. 
Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 

iopsis tropica Bacteria; 

saceae; Nocardiopsis. 
Hydrogenivirga 

5 Hydrogenivirga 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Alicyclobacillus 
lobacillus pomorum 


2867356 286884 


Herbaspirillum 
5 Herbaspirillum 


huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 


673080 Bacteria_16S 
phosphovorus stra 


phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 
eae; 


Propionibacteriac 
673080 Bacteria_16S 
limneticum strain 
Bacteria; Proteob 
673080 Bacteria_16S 
strain DSM 12081 
Proteobacteria; 

673080 Bacteria_16S 
sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 
673080 Bacteria_16S 


lividum strain DSM 1522 16S ribosomal RNA, partial sequ 


Bacteria; 
673080 Bacteria_16S 
agaricidamnosum s 
agaricidamnosum B 
Janthinobacterium. 
673080 Bacteria_16S 


lucentensis strain DSM 44048 16S ribosomal RNA, partial 


lucentensis Bacte 
Nocardiopsaceae; 
673080 Bacteria_16S 
strain DSM 43377 


673080 Bacteria_16S 
dassonvillei subsp. 

Nocardiopsis 
Actinomycetales; 
673080 Bacteria_16S 
islandicus strain 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 

673080 Bacteria_16S 3446331 3446284 68 115 gi|219846612|ref|NR_026204.1 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

673080 Bacteria_16S 3460176 3460113 54 116 gi|219846602|ref|NR_026194.1 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 346121 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Arthrobacter. 

673080 Bacteria_16S 3513183 3513120 53 116 gi| 219846567 |ref|NR_026159.1 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


673080 Bacteria_16S 
hiberniae strain 

hiberniae Bacteri 
Mycobacteriaceae; 
673080 Bacteria_16S 
strain Td-21 16S 
Proteobacteria; 

673080 Bacteria_16S 
strain IAM 12670 
Proteobacteria; 

673080 Bacteria_16S 
strain 20-5 16S r 


673080 Bacteria_16S 
violaceinigra str 
violaceinigra Bac 
673080 Bacteria_16S 
strain CLN-1 16S 

Proteobacteria; B 
673080 Bacteria_16S 
umidischolae stra 


Nocardiopsaceae; 
673080 Bacteria_16S 
methylpentosum st 


methylpentosum Bacteria; 


673080 Bacteria_16S 


acteria; 


2968221 2968170 65 


Microlunatus. 
3074341 3074298 65 


3113468 3113425 65 


3197020 3196973 68 


3221056 3221009 68 


3222575 3222528 68 


train Wlr3 16S ribosomal RNA, 
Proteobacteria; 


3255769 3255718 68 


3258794 3258743 68 


3260304 3260253 68 
dassonvillei subsp. 


3287593 3287546 68 


3607904 3607853 65 


3855189 3855146 65 


3973091 3973044 68 


4023637 4023574 53 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


4059877 4059830 68 


Proteobacteria; 
4081205 4081158 68 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Tepi 


4216710 4216659 68 


24701 24659 74 
Firmicutes; 


107883 107833 66 


in NM-1 16S ribosomal RNA, partial seq 


cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 


16S ribosomal RNA, complete sequence 
Betaproteobacteria; Rhodocyclales; Rhodoc 


RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria; 


Proteobacteria; Betaproteobacteria; Burkholde 


ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


116 gi|219846945|ref|NR_026537.1| Microlunatus 
uence 2967820 2969287 Microlunatus 
Actinomycetales; Propionibacterineae; 

108 gi|219846872|ref|NR_026464.1| Ferribacterium 
ence 3073912 3075441 Ferribacterium limneticum 
ales; Rhodocyclaceae; Ferribacterium. 

108 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 

3113039 3114569 Azoarcus anaerobius Bacteria; 
yclaceae; Azoarcus. 

115 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
uence 3196654 3198070 Sandaracinobacter 

Sphingomonadales; Sphingomonadaceae; 

115 gi|219846773|ref|NR_026365.1| Janthinobacterium 
ence 3220651 3222119 Janthinobacterium lividum 
riales; Oxalobacteraceae; Janthinobacterium. 

115 gi|219846772|ref|NR_026364.1| Janthinobacterium 

partial sequence 3222170 3223638 Janthinobacterium 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

119 gi|219846750|ref|NR_026342.1| Nocardiopsis 
sequence 3255372 3256832 Nocardiopsis 
Actinomycetales; Streptosporangineae; 

119 gi|219846748|ref|NR_026340.1| Nocardiopsis alba 


119 


16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Streptosporang 
219846747 
albirubida strain DSM 40465 16S ribos 


ineae; Nocardiop 
ref |NR_026339.1 
omal RNA, partial sequen 


56 Nocardiopsis alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; Nocardiopsaceae; 


115 


Rlha3 16S ribosomal RNA, partial sequen 


116 


ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


108 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodoc 


115 


116 


ain YIM 31327 16S ribosomal RNA, parti 
teria; 


No 
gi 


gi 
eq 


gi 


gi 


al 
gi 


219846729 


219846500 


219846325 
3854781 38562 


219846243 
16S ribosomal RNA, partial sequence 3972687 39741 
Betaproteobacteria; Burkholderiales; Ox 
219846207 
4023267 40246 


is. 
ref |NR_026321.1 
91 3288591 Thermo 


cardiops 


ce 32871 


Microbacteriac 
NR_026092.1 
3607525 360892 
ales; Corynebact 


occineae; 


uence 
inomycet 
ref|NR_025915.1 


yclaceae; Az 
ref 


oarcus. 
NR_025833.1 
obacteraceae; Duganella. 
ref|NR_025797.1 


Thermodesulfovibrio 
desulfovibrio islandicus 


Clostridium viride 


86 Clostridium viride Bacteria; 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Mycobacterium 

0 Mycobacterium 
erineae; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


occineae; Microbacteriaceae; Agromyces. 
115 gi|219846180|ref|NR_025770.1| Duganella 
al sequence 4059499 4060937 Duganella 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
TLS gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 


119 


116 


116 


4080799 40822 


dimonas. 


gi 
v 
gi 


Clostr 
gi 


id 


219846063 
in 66/93 16S ribosomal RNA, partial sequ 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
265679047 
rain R2 16S ribosomal RNA, partial seque 
Clostridia; 
265678990 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 


97 Tepidimonas aquatica Bacteria; 


ref|NR_025653.1 
ence 4216320 421777 
Actinomycetales; Strepto 


ref |NR_029355.1 
24277 25711 
lostridiaceae; C 


nce 


iales; C 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Clostridium 
Clostridium 
lostridium. 


ref|NR_029298.1 
107522 108917 


Mycobacterium 
Mycobacterium 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


673080 Bacteria_16S 


intestinale strai 


intestinale Bacteria; 
673080 Bacteria_16S 


strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 


673080 Bacteria_16S 


strain YIM 70081 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


673080 Bacteria_16S 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


673080 Bacteria_16S 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


673080 Bacteria_16S 


strain FI-0169 16 


Mycobacterium. 
161282 161236 70 


Firmicutes; 
333630 333580 66 


359102 359040 54 


360648 360586 54 


426479 426417 54 


esterenkonia. 


429568 429506 54 


530647 530581 50 


Clostridia; 


116 


116 


116 


116 


116 


116 


116 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium avi 


673080 Bacteria_16S 
rain EL-30 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacteridae; 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


673080 Bacteria_16S 
ibosomal RNA, partial sequence 


strain CK55 16S r 
Firmicutes; Clost 


673080 Bacteria_16S 


strain gM-1 16S r 


673080 Bacteria_16S 


strain K24 16S ri 


673080 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


673080 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
712215 712165 66 116 gi|265678574|ref|NR_028879.1 
ibosomal RNA, partial sequence 711792 713308 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
861061 860999 54 116 gi|265678471|ref|NR_028774.1 
bosomal RNA, partial sequence 860647 862130 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
889684 889630 65 119 gi| 265678451 |ref|NR_028753.1 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
ae; Actinomadura. 
968424 968363 54 116 gi| 265678398 |ref|NR_028700.1 
rain YC75 16S ribosomal RNA, partial sequence 967981 969477 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
; Kitasatospora. 
994609 994563 70 116 gi| 265678381 |ref|NR_028683.1 


673080 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


673080 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


673080 Bacteria_16S 


um complex (MAC). 
641524 641462 54 


esterenkonia. 
652099 652053 70 


Bacteria; 
acter. 


Firmicutes; 
1223100 1223054 70 


ridia; Clostridiales; 


1345816 1345754 54 


Corynebacterineae; Mycobacteri 

116 gi| 265678623 |ref|NR_028928.1 
partial sequence 641107 642573 
Actinomycetales; Micro 

116 gi| 265678615 |ref|NR_028920.1 


116 


ribosomal RNA, partial sequence 


116 


gi 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


gi 


gi 


530243 531694 Mycobacterium 


265678955 


n Catt39 16S ribosomal RNA, partial sequence 
Clostridiales; 


265678838 


265678815 


16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
673080 Bacteria_16S 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


265678814 
sequence 


265678770 


265678768 
sequence 


265678698 


651676 65311 


strain glu 65 16S ribosomal RNA, parti 
Clostridia; 


Clostridiales; 


gi 


219878346 


1222664 12241 


Clostridiaceae; 


gi 


228720938 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 


4810 Bacteria; Ac 
Brachybacterium. 


673080 Bacteria_16S 
P9a-h 16S ribosomal RNA, partial sequence 14469 
Clostridiales; 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


673080 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


673080 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 


1447369 1447327 74 
tes; Clostridia; 
1450327 1450265 54 
e; Corynebacterium. 


1463835 1463793 74 


ridia; Clostridiales; 


673080 Bacteria_16S 


subsp. 


1475873 1475823 66 


ibosomal RNA, partial sequence 
Clostridiales Family XIII. 


116 


116 


116 


116 


gi 


gi 


in PG 39 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi 


tinobacteria; Actinobacteridae; Actinomycetales; 


224581422 


Clostridiales Family 


224581420 


224581410 


1463419 14648 


gi 


219878445 


avium strain DSM 44156 16S ribosomal RNA, partial sequence 


Clostridiaceae; 


ococcineae; 


Actinomycetales; 


1 sequence 


e; Actinomycetales; 


; Actinomycetales; 


al sequence 994185 995652 


Actinomycetales; 


ref|NR_029263.1 
160899 162283 
Clos 


ref|NR_029143.1 


ref|NR_029120.1 
Micrococcaceae 
ref|NR_029119.1 

360205 361665 
Micrococ 


ref|NR_029075.1 
426041 427535 
Microc 


ref |NR_029073.1 
429128 430610 
Microco 


ref|NR_029003.1 


Clostridiales F 


ref|NR_025485.1 


ref|NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 


Clostridium 
Clostridium 

tridium. 
Mycobacterium celatum 


333245 334704 Mycobacterium celatum 
Corynebacterineae; Mycobacteriaceae; 


Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Nesterenkonia 
Nesterenkonia 


coccineae; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 

aceae; Mycobacterium. 
Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Actinomadura 
Actinomadura 
tosporangineae; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Acidaminobacter 
Acidaminobacter 


amily XII. Incertae 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 
Caminicella. 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


ref|NR_027203.1 
32 1448409 Mogiba 
XIII. Incer 


ref|NR_027201.1 
1449903 145131 
Coryneb 


ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 


ref|NR_025584.1 
1475465 147693 


Mycobacterium avium 
6 Mycobacterium avium 


subsp. 


Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 


673080 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 


Dermabacteraceae; 


673080 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


673080 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


673080 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


673080 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


673080 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


673080 Bacteria_16S 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


673080 Bacteria_16S 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


673080 Bacteria_16S 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


673080 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


673080 Bacteria_16S 


strain ATCC 927 1 


Brachybacterium. 


e; Corynebacterium. 


e; Corynebacterium. 


teria; 


ridia; 
16S ribosomal RNA, 
ridia; 


6482 1 
acteria 
cobacte 


, 


ATCC 25 
a; Acti 
Mycoba 


420 16S 


in ATCC 


Mycobacterium. 
16S ri 
acteria 
cobacte 


bosomal RNA, 


, 


1763069 1763007 54 


1770500 1770438 54 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


1858640 1858578 54 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


1963658 1963616 65 
ain NCIMB 9548 16S ribosomal RNA, part 
Proteobacteria; 


1972518 1972472 70 
ibosomal RNA, partial sequence 

Clostridiales; 
2059933 2059891 74 


Clostridiales; 
2111778 2111728 66 


2134450 2134400 66 


116 gi 


116 gi 


116 gi 


107 gi 


Betaproteobacte 


116 gi 
Clostridiaceae; 
116 gi 
partial sequence 

Eubacteriaceae; 
116 gi 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 
rium tuberculosis complex. 
2128450 2128400 66 
ribosomal RNA, 
nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium 
2129931 2129881 66 


116 gi 


partial 


tubercul 
116 gi 


19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


116 gi 
partial sequence 


Actinobacteridae; Actinomycet 
rium tuberculosis complex. 

2164658 2164592 50 
6S ribosomal RNA, partial sequence 2164214 21657 


116 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


673080 Bacteria_16S 


strain NRCM 00-25 


2217680 2217630 66 
5 16S ribosomal RNA, partial sequence 


116 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


673080 Bacteria_16S 


californiensis st 
californiensis Ba 


673080 Bacteria_16S 


australiense stra 
australiense Bact 
Propionibacteriac 


673080 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


673080 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


673080 Bacteria_16S 
Al-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 


cteria; Firmicutes; 


ridia; 


eltaproteobacteria; 


673080 Bacteria_16S 
cineracea strain SK-3255 16S ribosomal RNA, 


2237453 2237407 70 
rain APO 16S ribosomal RNA, partial se 


2358889 2358839 66 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 
2615503 2615457 70 
16S ribosomal RNA, partial sequence 2615060 26165 

Clostridiales; 
2641470 2641416 65 
6S ribosomal RNA, partial sequence 2641027 26425 


2745145 2745099 70 


116 gi 


Clostr 
gi 


Clostridia; 
116 


116 gi 


Clostridiales Fa 
119 gi 


Desulfobacterales; 
116 gi 


116 gi 
complete se 


qu 
in 


al 


, 


ri 


cl 


Eu 


ne 


al 


se 


os 


al 


, 


al 


ne 


ne 


qu 
id 


ia 


’ 


mi 


D 


oc 


qu 


cineracea Bacteria; Actinobacteria; Actinobacteridae; Act 


Streptomycetaceae 


673080 Bacteria_16S 


; Kitasatospora. 


2846104 2846062 74 


116 gi 


strain ATCC 700697 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


673080 Bacteria_16S 


ridia; 


Clostridiales; 
2928930 2928876 65 


Clostridiales Fa 
119 gi 


mi 


219878363 
artial sequenc 
ridae; Act 


219878357 


219878295 


219878219 
ia 


219878213 
1972100 19735 


219878150 


219857660 


219857649 


219857648 


219857645 


219857625 


219857587 


219857574 


219857488 


219857255 


219857230 


219857157 
2744758 2746095 Rothi 
Actinomycetales; Micrococcineae; Micr 


2842994 2842933 54 219856895 


219856893 


219856837 


ref|NR_025502.1 
e 176264 


inomycetales; Mi 


ref|NR_025496.1 
1770072 177148 
Corynebacter 


ence 
omycetales; 
ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


sequenc 
Actinomy 


ref|NR_025358.1 
ce 1963237 196474 
genophilales; H 


1 sequen 
a; Hydro 
ref|NR_025352.1 
ostridium. 
ref |NR_025289.1 
2059520 2060972 Eubact 
bacterium. 
ref|NR_025249.1 
81 2112761 Mycoba 
nebacterineae; 


e 
es; 


21113 
Cory 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237.1 
sequence 2129523 213098 
Actinomycetales; Coryneb 


quence 
inomycet 
is compl 


, 


ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 


21340 
es; Cory 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref|NR_025076.1 
1 sequence 2358483 235995 
Actinomycetales; Propion 


bacterin 


22172 
bacterin 


ence 


iales; C 


ref|NR_024886.1 


Ince 
ref 


ly XII. rtae Sedis; 


NR_024858.1 


cter 
ref 
a ae 


esulfoba aceae; Desul 

NR_024785.1 

ria Bacteria 

; Rothia. 

ref |NR_024714.1 
2842551 284406 


ales; Streptomyc 


occaceae 


ence 
inomycet 


’ 


ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 


28456 
ly XIII. 


avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Thiobacillus 
6 Thiobacillus 


ydrogenophilaceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Eubacterium sulci 
erium sulci Bacteria; 


Mycobacterium 
cterium pinnipedii 


Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 

Tindallia 
3 Tindallia 
indallia. 

Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Desulfocella halophila 


73 Desulfocella halophila Bacteria; 


focella. 
Rothia aeria strain 
Actinobacteria; 


v 


Kitasatospora 
5 Kitasatospora 
ineae; 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 


ref |NR_024656.1 


Terasakiella pusilla 


strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 


673080 Bacteria_ 
strain IFO 15059 


16S 2988096 2988034 54 116 gi| 219846931 
16S ribosomal RNA, partial sequence 2987680 29891 


ref |NR_026523.1 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

673080 Bacteria_16S 3029000 3028954 70 116 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

673080 Bacteria_16S 3033583 3033537 70 116 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

673080 Bacteria_16S 3088030 3087984 70 116 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 

673080 Bacteria_16S 3101478 3101432 70 116 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

673080 Bacteria_16S 3201488 3201426 54 116 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 


strain M408/89/1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 


673080 Bacteria_16S 
DSM 10228 16S rib 
Clost 
673080 Bacteria_16S 


Firmicutes; 


strain DSM 20541 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
673080 Bacteria_16S 
subsp. paratuberc 
avium subsp. para 
Corynebacterineae 
673080 Bacteria_16S 


strain ATCC 35799 


Bacteria; Actinob 


Mycobacterium. 


673080 Bacteria_16S 


bohemicum strain 


bohemicum Bacteri 


Mycobacteriaceae; 


673080 Bacteria_16S 
rugatobispora str 


rugatobispora Bac 


Thermomonosporace 
673080 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
673080 Bacteria_16S 
nebraskense strai 
nebraskense Bacte 


Mycobacteriaceae; 


673080 Bacteria_16S 
thalassicus strai 
thalassicus Bacte 
673080 Bacteria_16S 
strain M175 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 


strain B 5329 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


673080 Bacteria_16S 


strain Prevot 247 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
673080 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


673080 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


673080 Bacteria_16S 


australiensis str 


16S ribosomal RNA, partial sequence 3201064 32024 
nebacterin 


3264840 3264794 70 
osomal RNA, partial sequence 3264433 32658 
ridia; Clostridiales; Clostridiaceae; Clostridiu 
3457160 3457098 54 116 gi| 219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
ococcineae 
219846490 
partial se 
Actinobac 
ob 
219846488 
36252 
Cory 


116 gi| 219846744 


3622619 3622569 66 116 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
+ Mycobacteriaceae; Mycobacterium; Myc 
3625665 3625615 66 116 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetales; 
3664003 3663953 66 116 gi| 219846462 
DSM 44277 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
3725892 3725830 54 115 gi 
ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Actinomadura. 
3788486 3788444 66 


219846417 
al sequenc 
e; Actinom 


108 gi| 219846371 
3788062 3789489 Ehrli 
ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 
4062895 4062845 66 116 gi|219846177 
n UNMC-MY1349 16S ribosomal RNA, complete sequen 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
Mycobacterium. 
4183398 4183352 70 116 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridiales; Pept 
4233373 4233307 50 116 gi|219846046 
ibosomal RNA, partial sequence 4232932 42344 
Corynebacterin 
gi| 265679031 
48372 49856 
Actinomycineae 
77514 77465 70 119 gi| 265679012 
in B331 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Deltaproteobacteria; 


219846088 
quence 


48776 48727 67 116 
ribosomal RNA, partial sequence 


Desul 


126344 126295 67 116 
7B 16S ribosomal RNA, partial 


265678978 
12591 
nomycineae 
224096 224047 70 119 gi| 265678913 
16S ribosomal RNA, partial sequence 223682 22507 
ridia; Clostridiales; Peptococcaceae; Peptococcu 
283250 283201 70 119 gi| 265678871 
in B54 16S ribosomal RNA, complete sequence 
eria; Proteobacteria; Deltaproteobacteria; 


gi 
sequence 


Desul 


acterium avi 


eae; Corynebacte 


ref |NR_026336.1 
m. 
ref |NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref |NR_026082.1 
quence 362222 
teridae; Actino 
um complex ( 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; 


ref|NR_026054.1 
3663577 366509 
ales; Corynebact 


v 


ref|NR_026008.1 
e 3725501 372690 
ycetales; Strept 


ref 
chia 


NR_025962.1 
muris Bacte 


ref|NR_025767.1 
ce 4062487 406399 
etales; Coryneba 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref|NR_025636.1 
22 Mycobacterium 
eae; Mycobacteri 
ref |NR_029339.1 

Actinobaculum 
; Actinomycetace 
ref |NR_029320.1 

77090 78536 
fobacterales; D 


rs 


e 


ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref|NR_029221.1 


s. 
ref|NR_029177.1 
282818 284333 
fobacterales; De 


481597 481556 67 108 gi| 265678730 
ain Ben 117 16S ribosomal RNA, partial sequence 


ref |NR_029035.1 
481171 482647 


M 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Mycobacterium avium 

1 3623683 Mycobacterium 


, 


mycetales; 


MAC). 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 
Desulfospira 
Desulfospira 
sulfobacteraceae; 


Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Peptococcus niger 


4 Peptococcus niger Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Quatrionicoccus 
Quatrionicoccus 


australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Quatrionicoccus. 


673080 Bacteria_16S 595843 595794 67 116 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

673080 Bacteria_16S 686779 686730 70 119 gi| 265678591 |ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
673080 Bacteria_16S 778716 778667 70 119 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
673080 Bacteria_16S 804750 804701 70 119 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

673080 Bacteria_16S 853268 853219 70 119 gi|265678477|ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 

673080 Bacteria_16S 934475 934426 70 119 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
673080 Bacteria_16S 969944 969895 70 119 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

673080 Bacteria_16S 1002269 1002228 67 108 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

673080 Bacteria_16S 1271418 1271369 70 119 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

673080 Bacteria_16S 1424161 1424120 67 108 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 


strain B4P 16S ri 
Proteobacteria; 


Proteobacteria; 


Corynebacterium. 


673080 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


673080 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


673080 Bacteria_16S 
limicola strain G 


limicola Bacteria 


673080 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


673080 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


673080 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


673080 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


673080 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


673080 Bacteria_16S 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; 


Chondromyces. 


B 
673080 Bacteria_16S 
strain S2 16S rib 
B 
673080 Bacteria_16S 
atypicum strain R 
Bacteria; Actinob 


bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1438104 1438063 67 108 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1709722 1709673 67 116 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Rhod 
gi 


Oc 
Oc 


al 


1735542 1735493 67 116 gi 
ain R10176 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
1738587 1738538 67 116 gi 
in CCUG 44997 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

1829746 1829705 67 108 gi 
olChil 16S ribosomal RNA, complete seq 
Proteobacteria; Betaproteobacteria; 
1883194 1883145 70 119 gi 


se 
e; 


ue 
Rh 


, 


ridia; Clostridiales; Veillonellaceae; S 
1894004 1893955 70 119 gi 
DSM 1741 16S ribosomal RNA, partial s 


ia; Proteobacteria; Deltaproteobacteri 


eq 
a; 


1423741 14252 


224581429 
1437684 14391 


219878401 


ce 


219878384 


219878382 


219878316 


219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878268 


¢ Th 
ref 


yclaceae auera. 


NR_027211.1 
; Thauera. 

ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


yclaceae 


17093 
es; Cory 
ref|NR_025523.1 
quence 1735130 173662 
Actinomycetales; Actino 


ref|NR_025521.1 
e 1738160 173968 
cetales; Actino 


sequenc 
Actinomy 


ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025416.1 


nce 
odocycla 


ref|NR_025407.1 
1893578 189509 
vibrionales; Des 


poromusa 


uence 
Desulfo 


1901577 1901528 67 116 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
1977200 1977151 70 119 
-9 16S ribosomal RNA, partial 
acteria; Deltaproteobacteria; Desulfov 
1981870 1981821 70 119 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
1983455 1983406 70 119 


ia 
e; 
gi 


sequence 
ib 


Sora 
gi 


ng 


219878262 


219878210 


219878207 
1981436 19829 


219878206 


ref|NR_025401.1 
1 sequence 1901160 190257 
Actinomycetales; Actino 


ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 


19767 
rionales 


iineae; 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


mycineae; 


Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Actinomyces 
5 Actinomyces 
mycineae; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 


ref|NR_025345.1 
1983024 198455 
Sorangii 


Chondromyces 
8 Chondromyces 
neae; Polyangiaceae; 


673080 Bacteria_16S 
apiculatus strain 
apiculatus Bacteria; 
Chondromyces. 
673080 Bacteria_16S 
strain 47Lol 16S 
Proteobacteria; 

673080 Bacteria_16S 


1985039 1984990 70 
Proteobacteria; 


2068996 2068955 67 


2140473 2140424 70 


micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 
Clostridia; 


micronuciformis Bacteria; 
673080 Bacteria_16S 


Firmicutes; 
2453202 2453153 70 


dichotomicum strain KCTC 3667 16S ribosomal RNA, partial 
Bacillales; 


dichotomicum Bacteria; 
673080 Bacteria_16S 
strain 3CB-1 16S 
Proteobacteria; 
673080 Bacteria_16S 


Firmicutes; 
2498236 2498195 67 


2618585 2618544 67 


119 


Cm al4 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


108 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


119 


119 


108 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


108 


strain CKB 16S ribosomal RNA, partial sequence 


Proteobacteria; 
673080 Bacteria_16S 
pelophilus strain 


2646129 2646088 67 


673080 Bacteria_16S 
strain BS5-8 16S 
Proteobacteria; 

673080 Bacteria_16S 2650637 2650596 67 
6a3 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 
673080 Bacteria_16S 2652168 2652127 67 


2649133 2649092 67 


Betaproteobacteria; Rhodocyclales; 


108 


asp 66 16S ribosomal RNA, partial sequence 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 


108 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


108 


2650247 2651682 Azospira 
Rhodocyclaceae; Azospira. 


108 


strain VB32 16S ribosomal RNA, partial sequence 


Proteobacteria; 
673080 Bacteria_16S 
strain SWub3 16S 
Proteobacteria; 

673080 Bacteria_16S 


2653654 2653613 67 


2674637 2674596 67 


subterraneus strain C55 16S ribosomal RNA, partial sequence 26742 
Proteobacteria; Betaproteobacteria; Thiobacter. 


Bacteria; 


673080 Bacteria_16S 2698469 2698420 70 


MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Bacillus. 
673080 Bacteria_16S 2728774 2728725 70 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae 


673080 Bacteria_16S 2998716 2998667 70 


flavithermus strain DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


flavithermus Bacteria; 
673080 Bacteria_16S 


Firmicutes; 
3059502 3059461 67 


Betaproteobacteria; Rhodocyclales; 


108 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


108 


119 


2698052 2699555 Bacil 


119 


119 


108 


strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; 


673080 Bacteria_16S 3061043 3061002 67 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


mechernichensis Bacteria; 
673080 Bacteria_16S 
halotolerans DSM 
Bacteria; 
673080 Bacteria_16S 


3111924 3111875 70 


3240775 3240726 70 


strain NZ35 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
673080 Bacteria_16S 


Clostridiales; 
3365445 3365396 70 


proteoclasticus strain DSM 12679 16S ribosomal 


proteoclasticus Bacteria; 
673080 Bacteria_16S 
strain NCTC 10951 


Firmicutes; 
3412410 3412361 67 


673080 Bacteria_16S 
strain 6843 DSM 1 


3478450 3478401 67 


673080 Bacteria_16S 3479895 3479846 67 


Proteobacteria; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


108 


119 


11383 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


119 


Clostridiaceae; 


119 


116 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


116 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


116 


Bacillaceae; 


Desulfobacterales; 


RNA, partial seque 
Clostridia; 


gi|219878205 


gi| 219878144 


2068593 20700 


gi|219857641 


Clostridiales; 
gi|219857417 
gi| 219857384 
2497830 24993 


gi] 219857253 
2618180 26196 


Rhodocyclaceae; 


gi| 219857227 


gi] 219857225 
2648722 26501 


gi|219857224 


gi|219857223 
2651733 26532 


gi| 219857222 
2653267 26546 


gi|219857206 


gi|219857189 


gi|219857168 


219846924 
sequence 
Anoxy 
gi| 219846882 
3059104 30605 


gi 


gi|219846881 
Rho 
219846847 

31115 


gi 


gi|219846760 
3240430 32418 
Thermobrac 
gi|219846673 
Clostridiales; 
gi| 219846636 
34120 


gi|219846590 


Myxococcales; 


sequence 
Thermoactinomycetaceae; 


Rhodocyclales; 


ref|NR_025344.1 


ref|NR_025283.1 
Thauera. 
ref|NR_025230.1 


Veillonellaceae; 
ref|NR_025005.1 

2452794 245426 
ref |NR_024972.1 
Thauera. 
ref |NR_024884.1 
85 Dechloromonas 
Dechloromonas. 
ref|NR_024855.1 

2645713 264719 


ref|NR_024853.1 
Azonexus. 
ref|NR_024852.1 


ref|NR_024851.1 
Azoarcus. 
ref|NR_024850.1 
Azoarcus. 


ref|NR_024834.1 


ref 
lus 


NR_024817.1 


ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_026516.1 

2998293 299981 
bacillus. 
ref |NR_026474.1 


; Thauera. 
ref|NR_026473.1 

3060645 306213 
docyclales; 
ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026352.1 


hium. 
ref|NR_026265.1 
nce 336503 
Clostridiaceae; 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026182.1 


; Actinomycetace 


gi|219846589 


denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 


oryzae Bacteria; 


asahii Bacteria; 


Rhodocyclaceae; 


Chondromyces 


1984609 1986142 Chondromyces 
Sorangiineae; Polyangiaceae; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Megasphaera 


2140092 2141502 Megasphaera 


Megasphaera. 
Thermoflavimicrobium 
8 Thermoflavimicrobium 


Thermoflavimicrobium. 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 
Rhodocyclaceae; 


Dechloromonas agitata 
agitata Bacteria; 


Propionivibrio 
7 Propionivibrio 


Rhodocyclaceae; Propionivibrio. 


Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azospira oryzae strain 
Proteobacteria; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 
Rhodocyclaceae; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 
Rhodocyclaceae; 


Thiobacter 


15 2675666 Thiobacter subterraneus 


Bacillus asahii strain 
Firmicutes; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 

Anoxybacillus 

6 Anoxybacillus 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 

Thauera. 
Desulfobacter 

obacter halotolerans 
eae; Desulfobacter. 
Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Caloramator 

4 3366453 Caloramator 
Caloramator. 

Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 


ref|NR_026181.1 
3479494 348091 


Actinomyces 
5 Actinomyces 


673080 Bacteria_1 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
673080 Bacteria_1 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
673080 Bacteria_1 


strain DSM 6984 1 
Proteobacteria; 


Firmicutes; 


Actinomycetaceae; 


673080 Bacteria_16S 
apsheronum strain 
Proteob 
673080 Bacteria_16S 


Bacteria; 


strain RT4. 
Firmicutes; 


Bl 16 


strain 2761 16S ribosomal RNA, partial sequence 3963836 39652 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
673080 Bacteria_16S 4026629 4026580 70 119 gi|219846205|ref|NR_025795.1 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 402770 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfatibacillum. 

673080 Bacteria_16S 4041856 4041807 70 119 gi|219846195|ref|NR_025785.1 


strain R-6540 16S 
Firmicutes; Bacil 


673080 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


673080 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
673080 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


673080 Bacteria_16S 


argentinense stra 
argentinense Bact 


673080 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


673080 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


673080 Bacteria_16S 441941 441893 68 116 gi 
psychraerophilum strain T16 16S ribosomal RNA, partial 
psychraerophilum Bacteria; Actinobacteria; Actinobacter 


Bifidobacterium. 


673080 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


673080 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


673080 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


673080 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


673080 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


673080 Bacteria_16S 


B 
673080 Bacteria_1 
strain IndiB4 16S 
Clost 
673080 Bacteria_1 
hyovaginalis stra 
hyovaginalis Bact 


Clost 
673080 Bacteria_16S 


6S 3481376 3481327 67 116 gi 
16S ribosomal RNA, partial sequence 


6S 3498107 3498058 67 116 gi 
16S ribosomal RNA, partial sequence 
6S 3522341 3522300 67 


108 gi 


6S 3551522 3551473 70 119 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
6S 3601865 3601816 67 116 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 
3698795 3698746 70 119 gi 
1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3879632 3879583 70 119 gi 
S ribosomal RNA, 
ridia; 


gi 


Clostridiales; Clostridiaceae; 
3964243 3964202 67 108 gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

4084259 4084218 67 108 gi 
F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 
4165078 4165029 70 119 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Deltaproteob 


4197046 4196997 70 
osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 
207225 207181 75 119 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
377127 377079 68 116 gi 
complete sequence 
Actinomycetales; Micrococcineae; Micr 
390906 390866 68 108 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 


119 gi 


567357 567239 1 119 gi 
ubrobacteridae; Solirubrobacterales; C 
754123 754067 59 115 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
862591 862547 70 114 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
905002 904958 75 119 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
Ee 

936013 935953 59 
osomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 


119 gi 


219846588 


no 
219846577 


no 
219846561 


6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhod 


oc 
219846542 


3551089 35526 
loramato 


Ca 
219846505 
1 


219846437 
nce 36983 
ib 
219846309 


complete sequence 3879197 38807 
loramato 


Ca 
219846249 


4041510 40429 


219846163 
e 40838 
ilales; 
219846104 
al sequenc 
acteria; 


219846077 


4196627 41980 


265678924 
al sequenc 
iales; 
265678803 


376697 378215 Agromyces 


obacteriac 
265678794 
ce 39048 
riales; 
265678760 
sequence 

idae; Bifi 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 


onexibacte 
265678543 
ence 75371 
cteriales; 
265678470 


862181 86365 


elotrichac 
265678441 
ence 90455 
aerobacter 


265678421 


935581 93704 
Bacteriov 


1109692 1109632 59 119 gi 


265678302 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 


34809 
mycineae 


34976 
mycineae 


yclaceae 


sequence 
Actinomy 


rionales; 


Me 


D 


Clo 


Bu 


ref|NR_026180.1 
66 3482380 Actin 
; Actinomycetace 
ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026153.1 
; Th 
ref 


auera. 
NR_026134.1 


te 
NR_026097.1 
3601450 360294 
cetales; Actino 


ref|NR_026028.1 
59 3699831 Desulf 
3 Desulfomicrobi 
ref|NR_025899.1 


r. 


ref|NR_025839.1 


ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_025694.1 
e 4164674 416611 
esulfobacterales 


ref |NR_025667.1 
08 Anoxybacillus 


ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref |NR_029108.1 
ulmi Bacter 
eae; Agromyces. 
ref |NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref|NR_029065.1 

441527 442954 
dobacteriales; B 


ref |NR_028979.1 
3 Conexibacter 
raceae; Conexiba 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref|NR_028773.1 


eae; Bulleidia. 
ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


, 


ref|NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Thauera aromatica 


32 Thauera aromatica Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Actinomyces 
5 Actinomyces 


mycineae; 


Desulfomicrobium 

omicrobium apsheronum 

aceae; Desulfomicrobium. 
Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Methylobacillus 

obacillus pratensis 

Methylobacillus. 
Desulfatibacillum 

9 Desulfatibacillum 

Desulfobacteraceae; 


v 


Anoxybacillus gonensis 
gonensis Bacteria; 


Clostridium 
Clostridium 
stridium. 
Agromyces ulmi strain 
ia; Actinobacteria; 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Conexibacter woesei 


woesei Bacteria; 


cter. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 


ref|NR_028604.1 
1109258 111072 


Collinsella 
0 Collinsella 


TTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCAAGACTGGCAAGCTAGAGTATNGTGAGAGGGGGGTAGAATTCCAAGTGTAGCGGTGAAA 
TGCGTAGAGATTTGGAGGAATACCAGTGGCGAAGGCGGCCCCCTGGCACAATACTGACGCTCAGGTGCNGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGTCTACTAGCTGTTCGTGGTCTTGTACTGTGAGTAGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTCGGTCGCAAGATTA 
AAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTACTCTTGACATCTAGCGAAGATTGT 
AGAGATACGATTGTGCCTTCGGGAACGCTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
ATCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAG 
GGCTACACACGTGCTACAATGGTACGTACAGAGGGAGGCAAGCTGGCGACAGTGAGCGGATCTCATAAAGCGTATCGTAGTCCGGATTGGAGTCTGCAACTCGAC 
TCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAA 
AGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCATGGC 
TCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGGCCCTTCGGGGTTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTTGGTT 
CGGAATAACAGCTGGAAACGGCTGCTAATACCGGATGATGACGAAAGTCCAAAGATTTATCGCCAGAGGATGAGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAA 
AGGCCTACCAAGCCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTACCCGGGAAGATAATGACTGTACCGGGAGAATA 
AGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTCAGAG 
GTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAGACTGCATCGCTTGAATCCAGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATT 
CGGAAGAACACCAGTGGCGAAGGCGGCTGACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGATAACTAGCTGTCCGGGCACTTGGTGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGA 
ATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGTCCGGACGACTGGCAGAGATGCCTT 
TCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTT 
ACCATCATTTGGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGT 
GCTACAATGGCAACTACAGTGGGCAGCGACCCTGCGAGGGCGAGCTAATCCCCAAAAGTTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCAGAAGGCGTTGC 
GCCAACCCGTAAGGGAAGCAGGCGACCACGGTGGGTTCAGCGACTGGGGTAAGTCGTAACAAGGTAACCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNTAGAGTTTGATCATGGCTCAGAGCGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGAACTCTTCGGAGTTAGTGGCGGACGG 
GTGAGTAACACGTGGGAACGTGCCTTTAGGTTCGGAATAACTCAGGGAAACTTGTGCTAATACCGAATGTGCCCTTCGGGGGAAAGATTTATCGCCTTTAGAGCG 
GCCCGCGTCTGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCA 
AACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGAATGATGAAGGTCTTAGGATTGTAAAATTCTTTCA 
CCGGGGACGATAATGACGGTACCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGT 
AAAGGGAGCGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAATTGCCTTTGATACTGGGTGTCTTGAGTATGAGAGAGGTGTGTGGAA 
CTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACACACTGGCTCATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTGCTAGTTGTCGGGATGCATGCATTTCGGTGACGCAGCTAACGCATTAAGCAATCCGCCTGGG 
GAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCACCTTTT 
GACATGCCTGGACCGCCAGAGAGATCTGGCTTTCCCTTCGGGGACTAGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTTAGTTGGGAACTCTAATGGGACTGCCGGTGCTAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACAGGGTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGTTAATCCTTAAAAGTCGTCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCAT 
GAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAG 
GCGCTGCGCTGACCGCAAGGAAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTANNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNATAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGGGTCGGAACTTCGGTTC 
CGGCTTACGTGGCGCACGGGTGAGTAACACGTGGGAATCTGCCCATCTATGGGGAATAACTGCGGGAAACTGCAGCTAATACCGCATACGCCCTTCGGGGGAAAG 
GCTTCGGCCGTAGATGGATGAGCCCGCGTCCGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGTCT 
TCGGATTGTAAAGCTCTTTCGACGGGGAAGATAATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCG 
TTGTTCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTTATCAAGTCAGAAGTGAAAGCCCGGGGCTCAACTCCGGAACTGCTTTTGAGACTGGTAGGCTGGA 
GTTCGGGAGAGGGTAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCTGCCTGGCCCGAAACTGACGCTGAG 
GCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTGGACGTTGGGATACTTAGTATCGCAGTGTCGTAGCTAA 
CGCGTTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGCAGAACCTTACCAGCCCTTGACATGGACGTCGCGACCCTGGAGACGGGGTTTTCGGTTCGGCCGGACGTCACACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCATCAGTTCGGCTGGGCACTCTAGGGAAACTGCCGGTGATAAGCCGGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGACTACAGTGGGCAGCGACATCGCGAGGTGAAGCTAATCT 
CAAAAAGTCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGCCGGTGAGCTGACCCGTAAGGGAGGCAGCCGTCCACGGTAAGGTCAGCGACTGGGGTGA 
AGTCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGAGGGGTANAGGGTGCTTGCACCCTTGAGACCGG 
CGCACGGGTGCGTAACGCGTATGCAACCTACCTATTGCAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCCCATAGTCCATATTGAGAGCATTTGAGATATGG 
TAAAGATTTATCGGCAATAGATGGGCATGCGTCCCATTAGCTAGTTGGTATGGTAACGGCATACCAAGGCTACGATGGGTAGGGGCCCTGAGAGGGGGATCCCCC 
ACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTG 
CCCTATGGGTTGTAAACTGCTTTTTTACGGGAAGAAACACCCCCACGTGTGGGGGCTTGACGGTACCGTACGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCGTCTAAGTCAGTGGTGAAATCTCGCGGCTCAACCGTGAAATT 
GCCATTGATACTGGTCGCCTTGAATTAGTGTGAAGTGGCTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATAGAATACCGATTGCGAAGGCAGGTC 
ACTAACACTATATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGCCTGC 
ATTGGTAGGCTGGGTGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGGGGTGGAAACACCCCCTTCTTCGGACAGACTGCAAGGTGCT 
GCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCATGTAAAGATGGGAACTCTAACGAG 
ACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCAGGTACAATGGGCAGCCA 
CGCCGCAAGGCGGAGCGAATCCACAAAACCTGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGA 
TCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGAAGCACCTGAAGTCCGTCACCGCGAGGAGCGGCTANNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGGTTAGTGGCGCACGGG 
TGCGTAACGCGTGGGAACCTGCCTTTAGGTTCGGAATAACAGTTAGAAATGACTGCTAATACCGGATGATGTCTTCGGACCAAAGATTTATCGCCTTTAGATGGG 
CCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAC 
CAGGGATGATAATGACAGTACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTA 
AAGCGCGCGTAGGCGGCTATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGAAACTGGATAGCTAGAATCTTGGAGAGGTCAGTGGAAT 
TCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTGACTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCTCATGGAGTTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGG 
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hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
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673080 Bacteria_16S 3828094 3828038 59 115 gi|219846344|ref|NR_025934.1| Cardiobacterium 
hominis strain 6573 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
673080 Bacteria_16S 3853668 3853628 68 108 gi|219846326|ref|NR_025916.1| Leptothrix discophora 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 3854730 Leptothrix discophora Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 

673080 Bacteria_16S 3961232 3961192 68 108 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 

673080 Bacteria_16S 4031269 4031221 68 116 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
673080 Bacteria_16S 4032819 4032771 68 116 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
673080 Bacteria_16S 4034373 4034325 68 116 gi|219846200|ref|NR_025790.1| Glycomyces 
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lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
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phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 
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Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
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673080 Bacteria_16S 
strain B1953/27.1 


673080 Bacteria_16S 
elephantis strain 


2052306 2052255 65 


107 


116 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi 


DSM 44368 16S ribosomal RNA, partial 


elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
673080 Bacteria_16S 2085936 2085881 53 


108 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


673080 Bacteria_16S 
elongatus strain 


2116320 2116265 53 


Microbulbifer. 


673080 Bacteria_16S 2137493 2137438 53 


108 


108 


gi 
20 


gi 


gi 


219878389 


16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878263 
sequence 


219878165 


219878157 
sequence 


219878132 
85504 20870 


219857657 


DSM 6810 16S ribosomal RNA, partial sequence 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; 


Actinomycetales; 


Actinomycetales; 


Alcanivoracaceae; 


Alteromonadales; 


ref|NR_025528.1 


ref |NR_025402.1 
1899804 190110 


ref |NR_025304.1 


ref|NR_025296.1 
2051875 205339 
Corynebac 


ref|NR_025271.1 


ref |NR_025246.1 


115900 211739 


ND 


Mycobacterium pulveris 
pulveris Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Ornithinimicrobium 
9 Ornithinimicrobium 


Micrococcineae; 


Luteimonas mephitis 


2044053 2045572 Luteimonas mephitis Bacteria; 
Luteimonas. 


Mycobacterium 
1 Mycobacterium 
terineae; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 


Bacteria; 


673080 Bacteria_16S 2263495 2263440 53 


108 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


venustensis strain ISO04 16S ribosomal RNA, partial sequence 22630 


Bacteria; 
673080 Bacteria_16S 
strain A3.12 16S 


2533203 2533152 68 


673080 Bacteria_16S 2577007 2576944 54 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensi 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 


673080 Bacteria_16S 
strain ATCC 15466 


4037380 4037333 68 


119 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


116 


115 


gi 
25 
gi 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


219857355 
32800 25342 


219857283 


219846198 
40370 


Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 


673080 Bacteria_16S 
maritimus strain 
Bacteria; 
673080 Bacteria_16S 


4056849 4056794 53 


4187956 4187921 71 


108 


106 


gi 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


219846182 
40564 


219846084 


strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 41889 


Spirochaetes; 


673080 Bacteria_16S 1967 1905 54 


azurea strain NA128 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 


673080 Bacteria_16S 12369 12335 72 


116 


106 


strain 513A 16S ribosomal RNA, partial sequence 


Spirochaetes; 


673080 Bacteria_16S 83520 83474 70 


strain F 16S ribosomal RNA, partial sequence 83062 


Clostridia; 
673080 Bacteria_16S 


Clostridiales; 


86547 86501 70 


116 


116 


gi 


gi 


11961 
Spirochaetales; Brachyspiraceae; Brachyspira. 


gi 


84529 
Ruminococcaceae; Anaerofilum. 


gi 


Spirochaetales; Brachyspiraceae; Brachyspira. 


265679062 
1539 


265679055 


13410 


265679007 
Anaer 


265679005 


pentosovorans strain Fae 16S ribosomal RNA, partial sequence 


pentosovorans Bacteria; Firmicutes; 
673080 Bacteria_16S 89439 89397 73 


Clostridia; 


115 


Clostridiales; 


gi 


Ru 
265679003 


hveragerdense strain JSP 16S ribosomal RNA, partial sequence 


hveragerdense Bacteria; 
Thermodesulfobacterium. 
673080 Bacteria_16S 98755 
elongatus strain 
Bacteria; 
673080 Bacteria_16S 


98697 61 


150510 150464 70 


strain W6 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
673080 Bacteria_16S 


Clostridiales; 
155185 155139 70 


Thermodesulfobacteria; 


FP 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 


119 


116 


116 


gi 


sequence 
Desulfobacterales; 


gi 


Thermodesulfobacte 


265678997 
98328 


265678962 


150066 15156 


Clostridiaceae; 


gi 


Clostridiu 
265678959 


formicaceticum strain Al 16S ribosomal RNA, partial sequence 


formicaceticum Bacteria; 
673080 Bacteria_16S 


Firmicutes; 
162747 162685 54 


Clostridia; 


116 


gi 


Clostridiales; C 


265678954 


Bacteriovoracaceae; 


Alteromonadaceae 


Pseudonocardineae; P 


50 2264581 Alcani 


ref |NR_024943.1 
56 Peredibacter 


ref|NR_024914.1 


ref|NR_025788.1 
01 4038390 Thiomo 


ref|NR_025772.1 
29 4057918 Microb 
, 


ref|NR_025674.1 


ref |NR_029370.1 
3029 Saccha 


ref |NR_029363.1 


ref |NR_029315.1 
ofilum agile Bac 


ref |NR_029313.1 
86091 87556 
minococcaceae; A 
ref |NR_029311.1 
89036 90489 
riales; Thermode 


ref|NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref |NR_029270.1 


m. 
ref |NR_029267.1 

154728 156242 
lostridiaceae; C 


Alcanivoracaceae; 


219857643|ref|NR_025232.1| Microbulbifer 
Alteromonadaceae; Microbulbifer. 
219857557|ref|NR_025145.1| Alcanivorax 


vorax venustensis 
Alcanivorax. 
Peredibacter starrii 


starrii Bacteria; 
Peredibacter. 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Microbulbifer 

ulbifer maritimus 
Microbulbifer. 
Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Anaerofilum agile 
teria; Firmicutes; 


Anaerofilum 
Anaerofilum 
naerofilum. 
Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Desulfobulbus 
obulbus elongatus 

e; Desulfobulbus. 
Clostridium litorale 


6 Clostridium litorale Bacteria; 


Clostridium 
Clostridium 
lostridium. 
Brevibacterium 


ref|NR_029262.1 


epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


673080 Bacteria_16S 
strain 6VI 16S ribosomal RNA, partial sequence 
Clostridia; 
673080 Bacteria_16S 


Firmicutes; 


182540 182494 70 


Clostridiales; 
199418 199364 65 


116 


119 


Clostridiaceae; 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 


acetylenicus Bacteria; 


Pelobacter. 


673080 Bacteria_16S 


strain 47001 16S 


Bacteria; 


Proteobacteria; 


228582 228521 54 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 
strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
673080 Bacteria_16S 
rhabdoformis strain M16 16S ribosomal RNA, partial sequ 
Proteobacteria; Deltaproteobacteria; 
673080 Bacteria_16S 


230090 230029 54 


284803 284745 61 


417215 417169 70 


116 


116 


119 


116 


Deltaproteobacteria; 


gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
182124 183612 Clostridium irregulare Bacteria; 
Clostridium. 
gi|265678930|ref|NR_029238.1| Pelobacter 
198985 200521 Pelobacter 
Desulfuromonadales; Pelobacteraceae; 

gi|265678910|ref|NR_029218.1| Mycobacterium obuense 

228138 229595 Mycobacterium obuense Bacteria; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

gi|265678909|ref|NR_029217.1| Mycobacterium aurum 


229646 231103 Mycobacterium 


Corynebacterineae; 


gi 


Desulfob 


gi 


265678870 


265678776 


formicigenes strain DV1184 16S ribosomal RNA, partial sequence 


formicigenes Bacteria; 
673080 Bacteria_16S 


Firmicutes; 
420229 420167 54 


Clostridia; 


116 


Clostridiales; 


gi 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 


antiquum Bacteria; 
Brevibacterium. 


673080 Bacteria_16S 


strain AU476 16S 


464815 464773 66 


108 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Ac 


gi 


464412 46582 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


673080 Bacteria_16S 


69 16S ribosomal 


Corynebacterium. 


673080 Bacteria_16S 
MV1087 16S ribosomal RNA, partial sequ 
Firmicutes; 
673080 Bacteria_16S 

thermophilum strain 7 16S ribosomal RNA, partial sequence 
thermophilum Bacteria; 


azorensis strain 
Bacteria; 


486262 486200 35 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
673080 Bacteria_16S 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


524512 524470 74 


653556 653510 70 


Clostridia; Clostridial 
806248 806206 73 


Thermodesulfobacteria; 


Thermodesulfobacterium. 


673080 Bacteria_16S 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis 
Bacillaceae; 
673080 Bacteria_16S 


Bacillales; 


839899 839833 53 


Geobacillus. 
883587 883549 81 


97 


485792 487320 Vibri 


116 


116 


es; 
115 


119 


119 


gi 


gi 


gi 


gi 


Thermodes 


gi 


gi 


265678774 
sequence 


265678741 


265678727 


265678702 


265678614 


Clostridiaceae; 


265678508 


265678486 


265678455 


hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 


hydrothermale Bacteria; 


Desulfacinum. 


673080 Bacteria_16S 


strain TO-931 16S 
Firmicutes; 


sanguinis strain 


Brevibacterium. 


673080 Bacteria_16S 
DSM 16795 16S ribosomal 
Firmicutes; 
673080 Bacteria_16S 

colihominis DSM 17241 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; 


17241 Bacteria; 


Firmicutes; 
673080 Bacteria_16S 


Proteobacteria; 


1100521 1100475 70 


ribosomal RNA, partial sequ 
Clostridia; 
673080 Bacteria_16S 

CF63 16 
Bacteria; Actinobacteria; 


Clostridiales; 
1132400 1132338 54 


1176348 1176302 70 
RNA, partial sequence 
Clostridia; Clostridial 
1183873 1183827 70 


Clostridia; 
1325905 1325843 54 


YIM 30243 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
673080 Bacteria_16S 


1347326 1347288 81 


116 
ence 


116 


Micrococcineae; 
116 gi|228718376|ref|NR_027573.1 
1175949 11773 
es; Clostridiaceae; Clostridium. 
116 gi|228717037|ref|NR_027558.1 


116 


119 


Deltaproteobacteria; 


gi 


1100149 11015 
Clostridiaceae; 


gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


1325499 1326944 Nocardia alba 
nebacterineae; 


gi 


265678309 


253680768 


219846136 


228720860 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 


fumaroxidans MPOB 


ATCC 49989 strain 


ATCC 49989 Bacteria; 
673080 Bacteria_16S 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 


Bacteria; 
Syntrophobacteraceae; 
673080 Bacteria_16S 


Proteobacteria; 
Syntrophobacter. 
1504629 1504583 70 


Firmicutes; Clostridia; 
1554527 1554489 81 


116 


119 


gi 


gi 


Deltaproteobacteria; 


219846440 


164-47 16S ribosomal RNA, partial sequence 
Clostridiales; 


219857209 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


tinomycetales; 


Rhodospirillaceae; 


Corynebacterineae; 


Syntrophobacterales; 


1131955 1133449 Brevib 


1183485 1184849 Anaero 
Ruminococcaceae; 


Eubacteriaceae; 


ref |NR_029176.1 


ref|NR_029046.1 


ref|NR_029032.1 


ref |NR_029007.1 


ref|NR_028919.1 


ref|NR_028811.1 


Thermodes 


ref |NR_028789.1 


ref|NR_028757.1 
883190 884650 


ref|NR_028611.1 


ref|NR_028016.1 


Anaerotru 
ref|NR_025726.1 
Nocardiacea 
ref|NR_027598.1 

1346912 134839 
Syntrophobactera 


ref|NR_026031.1 
1504208 150555 
Eubac 


Micrococcineae; 


© ponticus Bacteria; 


aurum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Desulfobulbus 


ence 284384 285824 Desulfobulbus rhabdoformis 
acterales; 


Desulfobulbaceae; Desulfobulbus. 
ref|NR_029081.1| Tepidibacter 
416856 418235 Tepidibacter 
Peptostreptococcaceae; Tepidibacter. 
ref|NR_029079.1| Brevibacterium 
419777 421277 Brevibacterium 


Brevibacteriaceae; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 
Inquilinus. 


Vibrio ponticus strain 
Proteobacteria; 


Corynebacterium 


524146 525550 Corynebacterium ciconiae 
Corynebacteriaceae; 


Caloranaerobacter 


ence 653163 654605 Caloranaerobacter azorensis 
Caloranaerobacter. 


Thermodesulfobacterium 


805842 807361 Thermodesulfobacterium 
ulfobacteriales; 


ulfobacteriaceae; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Desulfacinum 
Desulfacinum 


Syntrophobacteraceae; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 
Clostridium. 


Brevibacterium 
acterium sanguinis 


Brevibacteriaceae; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Syntrophobacter 

7 Syntrophobacter 

les; 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 


ref |NR_024837.1 


Anoxybacillus 


1554124 1555535 Anoxybacillus ayderensis 


673080 Bacteria_16S 1603200 1603138 54 116 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 


673080 Bacteria_16S 1870888 1870822 53 119 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

673080 Bacteria_16S 2030595 2030553 74 116 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 


variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
673080 Bacteria_16S 2036686 2036644 74 116 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
673080 Bacteria_16S 2104236 2104190 70 116 gi|219878117|ref|NR_025256.1] Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 
673080 Bacteria_16S 2223642 2223600 73 115 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 
673080 Bacteria_16S 2261920 2261878 73 115 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
673080 Bacteria_16S 2312035 2311969 53 119 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
673080 Bacteria_16S 2324193 2324151 74 116 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
673080 Bacteria_16S 2463653 2463607 70 116 gi|219857407|ref|NR_024995.1]| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
673080 Bacteria_16S 2564636 2564590 70 116 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
673080 Bacteria_16S 2626224 2626174 66 116 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 
673080 Bacteria_16S 2794615 2794569 70 116 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 
673080 Bacteria_16S 2940997 2940936 54 116 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
673080 Bacteria_16S 2942513 2942452 54 116 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 


673080 Bacteria_16S 3035110 3035064 70 116 gi|219846899|ref|NR_026491.1]| Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

673080 Bacteria_16S 3051852 3051798 65 119 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 


strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

673080 Bacteria_16S 3132981 3132939 74 116 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

673080 Bacteria_16S 3205928 3205886 74 116 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
673080 Bacteria_16S 3354577 3354515 54 116 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 


673080 Bacteria_16S 
strain DSM 2062 1 


673080 Bacteria_16S 
strain DSM 1785 1 
Firmicutes; Clost 
673080 Bacteria_16S 
strain DSM 20425 


673080 Bacteria_16S 
acidigallici stra 
acidigallici Bact 
Pelobacter. 
673080 Bacteria_16S 
strain DSM 6736 1 
Firmicutes; Clost 
673080 Bacteria_16S 
strain Dfr2 16S r 
Proteobacteria; D 
673080 Bacteria_16S 
strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 
673080 Bacteria_16S 
libanotica strain 
libanotica Bacter 
Thermomonosporaceae; 
673080 Bacteria_16S 
thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 
673080 Bacteria_16S 
acidophilum strai 
Bacteria; Aquific 
673080 Bacteria_16S 
saccharolytica st 
saccharolytica Ba 
Soehngenia. 
673080 Bacteria_16S 
permense strain V. 
permense Bacteria 
Brevibacterium. 
673080 Bacteria_16S 
strain KMM 3637 1 


r. 


v 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


673080 Bacteria_16S 
strain N-3 16S ri 
Firmicutes; Bacil 
673080 Bacteria_16S 
cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora 
673080 Bacteria_16S 
thermoacetoxidans 
thermoacetoxidans 
673080 Bacteria_16S 
gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 
673080 Bacteria_16S 
proteolyticum str 
Bacteria; Firmicutes; 
673080 Bacteria_16S 

collagenovorans s 
collagenovorans B 
673080 Bacteria_16S 
strain RV-12x 16S 
Firmicutes; Clost 
673080 Bacteria_16S 
strain F12 16S ri 
Firmicutes; Bacil 
673080 Bacteria_16S 


ridia; 


eria; 


ridia; 


bosomal RNA, 
lales; 


lales; 


3394097 3394035 54 


3501066 3501020 70 

Clostridiales; 
3502522 3502460 54 
3520821 3520767 65 
Proteobacteria; 
3528440 3528394 70 


Clostridiales; 
3630395 3630341 65 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 


3636434 3636372 54 


3730257 3730195 55 


IFO 14095 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


Actinocorallia. 
3881200 3881158 73 


Firmicutes; 


3956696 3956648 65 


4071981 4071935 70 


rain BOR-Y 16S ribosomal RNA, 
cteria; 


Firmicutes; 


4112845 4112783 54 


KM Ac-2280 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Ac 


4120398 4120336 54 


4212098 4212032 53 


Bacillaceae; 


415 366 


34 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycet 


53559 53510 


Firmicutes; 
135438 135389 67 


181000 180951 70 


Clostridia; 
187227 187178 70 


Firmicutes; 
387832 387783 70 


423321 423272 70 


bosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
428011 427962 67 


116 


116 


116 


119 


116 


119 


116 


ribosomal RNA, partial sequence 
ridia; 


116 


gi 


gi 


gi 


gi 


in DSM 2377 16S ribosomal RNA, partial 
Deltaproteobacte 


gi 


gi 


3629961 36314 
Geobacte 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ain JT-3 16S ribosomal RNA, partial se 
teria; 


n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae 


strain CAMZ 16S ribosomal RNA, partia 
Bacteria; 


in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 
ain CG 16S ribosomal RNA, partial sequ 


train SG 16S ribosomal RNA, partial se 
acteria; 


219846649 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219846575 


6S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


cl 
219846574 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 

219846562 
sequence 

ria; 


219846557 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


cl 
219846485 


’ 


219846481 


422881 42442 


gi 


265678769 


halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 


occineae 


ostridiu 


occineae 


Desul 


ostridiu 


36360 


ref 


a 
ref 


m. 
ref 


ref 


m. 
ref 


ref 


ref 


furo 


02 3637503 Mycob 


NR_026241.1 


evibacteria 
NR_026167.1 


NR_026166.1 


evibacteria 


monadal 


NR_026149.1 


NR_026077.1 


ae; Geobact 
NR_026073.1 


Cc 


Cc 


e 


a 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 
Br 


eae; Brevibacterium. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 
Br 


eae; Brevibacterium. 
Pelobacter 

2 Pelobacter 

elobacteraceae; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
race 


rs 
Mycobacterium duvalii 
cterium duvalii 


ales; Corynebacterineae; Mycobacteriaceae; 
116 gi|219846414|ref|NR_026005.1| Actinocorallia 
partial sequence 3729869 3731272 Actinocorallia 
Actinomycetales; Streptosporangineae; 
115 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
quence 3880766 3882287 Thermoanaerobacter 
Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
LTS gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
ence 3956275 3957710 Hydrogenobaculum acidophilum 
; Hydrogenobaculum. 
116 gi|219846171|ref|NR_025761.1| Soehngenia 
partial sequence 4071551 4073044 Soehngenia 
Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
116 gi|219846142|ref|NR_025732.1| Brevibacterium 
partial sequence 4112427 4113885 Brevibacterium 
tinomycetales; Micrococcineae; Brevibacteriaceae; 
116 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
6S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
ococcineae; Brevibacteriaceae; Brevibacterium. 
119 gi| 219846067 |ref|NR_025657.1| Geobacillus lituanicus 
complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Geobacillus. 
67 116 gi|265679063|ref|NR_029371.1| Saccharomonospora 
sequence 1 1489 Saccharomonospora cyanea 
ales; Pseudonocardineae; Pseudonocardiaceae; 
70 119 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
1 sequence 53088 54587 Desulfotomaculum 
Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
116 gi| 265678972 |ref|NR_029280.1| Actinomyces 
1 sequence 135066 136444 Actinomyces 
; Actinomycetales; Actinomycineae; 
119 gi| 265678942 |ref|NR_029250.1| Clostridium 
ence 180574 182073 Clostridium proteolyticum 
Clostridiales; Clostridiaceae; Clostridium. 
119 gi|265678938|ref|NR_029246.1| Clostridium 
quence 186799 188298 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
119 gi|265678796|ref|NR_029101.1| Veillonella ratti 
387448 388843 Veillonella ratti Bacteria; 
Clostridiales; Veillonellaceae; Veillonella. 
119 gi|265678772|ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


NR_029074.1 


Corynebacterium 


427586 429077 Corynebacterium 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


673080 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


673080 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


673080 Bacteria_16S 


e; Corynebacterium. 


483118 483073 70 115 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 

498597 498556 74 115 gi 


SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500149 500108 74 115 gi 


strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 50125 


Proteobacteria; B 


673080 Bacteria_16S 


contaminans strai 
contaminans Bacte 


673080 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


673080 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


673080 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


673080 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


673080 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


673080 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


673080 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


673080 Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hydro 


strain 2 16S ribo 
Proteobacteria; B 


673080 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


673080 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


673080 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


673080 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


673080 Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 


Dethiosulfovibrio. 
673080 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


673080 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


673080 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


673080 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


673080 Bacteria_16S 


glauca strain K62 


etaproteobacteria; Burkholderiales; Co: 
526041 525992 70 119 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
577806 577757 59 108 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
643058 643009 70 119 gi 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
685213 685164 70 119 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
694482 694433 59 108 gi 


in DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; Plancto 
817018 816969 70 119 gi 


SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
859517 859468 70 119 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
891170 891121 70 119 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
943703 943662 74 


Halobacteroida 
115 gi 


etaproteobacteria; Burkholderiales; Co: 
945266 945225 74 115 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
946826 946785 74 115 gi 


rain 2K1 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Betaproteobact 
993056 993007 70 119 gi 


OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1159576 1159527 70 119 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1171774 1171729 70 115 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 


1200488 1200448 70 110 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1269961 1269912 70 119 gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


1328871 1328822 70 119 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1376058 1376017 74 115 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 


265678701 
equence 


265678667 
ence 57740 
irillales; 
265678622 


642624 644123 Sporo 


265678592 
ce 68477 
acterales; 
265678586 
sequence 
mycetacia; 


265678501 
nce 81658 
bacteroida 
265678472 


859076 86059 


; Geobacte 
265678450 


890778 89219 


ceae; Oren 
265678416 


mamonadace 
265678415 
nce 94484 
riales; Co 
265678414 
quence 
eria; 


265678382 
ce 99261 
phomonadac 
228721485 

11591 
7 Peptococ 
228719312 
ence 11713 
istia; Syn 


228715386 
ce 12000 
es; 
219846400 
sequence 

ia; Desulf 


219846090 

13284 
nellaceae; 
228717818 
ce 13756 
olderiales 


1416508 1416459 67 116 gi 
16S ribosomal RNA, partial sequence 


224581447 
14160 


mamonadace 


ae; Anoxyb 


Burk 


Synerg 


265678729 |ref|NR_029034.1| Dethiosulfovibrio 
sequence 482698 484170 Dethiosulfovibrio 
ynergistales; Synergistaceae; Dethiosulfovibrio. 
265678719|ref|NR_029024.1| Hydrogenophaga 

ence 498178 499679 Hydrogenophaga defluvii 
riales; Comamonadaceae; Hydrogenophaga. 

265678718 |ref|NR_029023.1| Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 
ae; Hydrogenophaga. 
ref|NR_029006.1| Anoxybacillus 
525601 527141 Anoxybacillus 
acillus. 
ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus. 
ref |NR_028927.1 
musa ovata Bacte 


Thalassolituus 
solituus oleivorans 


Sporomusa ovata strain 
ria; Firmicutes; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 

Planctomyces 

Planctomyces 
s; Planctomycetaceae; 


ref|NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028891.1 

694091 695537 
Planctomycetale 


Selenihalanaerobacter 
halanaerobacter shriftii 


ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihalanaerobacter. 
ref|NR_028775.1| Geobacter thiogenes 
6 Geobacter thiogenes Bacteria; 
raceae; Geobacter. 

ref|NR_028752.1| Orenia sivashensis 
7 Orenia sivashensis Bacteria; 

ia. 
ref 
geno 


NR_028718.1 
phaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy: 
ref|NR_028716.1| Hydrogenophaga 
946409 947922 Hydrogenophaga 
holderiales; Comamonadaceae; 


Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 


Syntrophomonas 
phomonas sapovorans 
nas. 
Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 
Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


Dialister invisus DSM 
ter invisus DSM 15470 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae; Polaromonas. 

ref|NR_027229.1| Saccharomonospora 
93 1417582 Saccharomonospora glauca 


Polaromonas 
monas naphthalenivorans 


, 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora 


673080 Bacteria_16S 1419535 1419486 70 119 gi| 224581445 |ref|NR_027227.1 

strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

673080 Bacteria_16S 1501581 1501532 67 116 gi|219846604|ref|NR_026196.1 

strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomo 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 

673080 Bacteria_16S 1516581 1516532 70 119 gi|219873435|ref|NR_025194.1 

phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 151759 

phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 

Desulfotignum. 

673080 Bacteria_16S 1548576 1548535 74 115 gi| 219857245 |ref|NR_024875.1 

strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium 

Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

673080 Bacteria_16S 1550042 1550001 74 115 gi|219857244|ref|NR_024874.1 

strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium 

Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

673080 Bacteria_16S 1551510 1551469 74 115 gi| 219857243 |ref|NR_024871.1 

citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquaba 

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

673080 Bacteria_16S 1607772 1607723 59 108 gi|219878471|ref|NR_025610.1 

decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 160881 

decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Sh 

Shewanella. 

673080 Bacteria_16S 1682153 1682104 67 116 gi|219878420|ref|NR_025559.1 

strain R5292 16S ribosomal RNA, partial sequence 1681727 16832 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 

673080 Bacteria_16S 1752319 1752270 70 119 gi|219878372|ref|NR_025511.1 

strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

673080 Bacteria_16S 1846639 1846590 59 108 gi|219878304|ref|NR_025443.1 

livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 184771 

livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; S 

Shewanella. 

673080 Bacteria_16S 1881618 1881569 70 119 gi| 219878278 |ref|NR_025417.1 

strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 18827 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

673080 Bacteria_16S 1933243 1933178 54 119 gi|219878239|ref|NR_025378.1 

strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 19342 

Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Des 

673080 Bacteria_16S 1975645 1975596 70 119 gi|219878211|ref|NR_025350.1 

phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulf 

Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 

673080 Bacteria_16S 2091929 2091880 59 108 gi| 219878128 |ref|NR_025267.1 

strain 63 16S ribosomal RNA, partial sequence 2091488 20930 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

673080 Bacteria_16S 2095015 2094966 70 119 gi| 219878125 |ref|NR_025264.1 

strain SW-72 16S ribosomal RNA, partial sequence 2094597 20961 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

673080 Bacteria_16S 2325695 2325650 74 119 gi|219857512|ref|NR_025100.1 

stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial seq 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; 

Clostridiaceae; Clostridium. 

673080 Bacteria_16S 2333192 2333147 74 119 gi|219857507|ref|NR_025095.1 

xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 233429 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Nocardiopsaceae; Nocardiopsis. 

673080 Bacteria_16S 2351213 2351168 70 115 gi|219857493|ref|NR_025081.1 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethio 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfov 
673080 Bacteria_16S 2401316 2401271 74 119 gi| 219857459 |ref|NR_025047.1 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 240237 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 

673080 Bacteria_16S 2402841 2402792 70 119 gi|219857458|ref|NR_025046.1 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillo 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

673080 Bacteria_16S 2442484 2442435 59 108 gi|219857424|ref|NR_025012.1 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
673080 Bacteria_16S 2450130 2450081 70 119 gi|219857419|ref|NR_025007.1 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


v 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Shewanella 
2 Shewanella 


ewanellaceae; 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 
Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Clostridium 
2325260 2326777 
Clostridiales; 


uence 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Veillonella criceti 
nella criceti Bacteria; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Laceyella putida 


strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 


673080 Bacteria_16S 2515023 2514974 70 119 gi| 219857367 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Calor 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
673080 Bacteria_16S 2543133 2543092 74 115 gi 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkhold 
673080 Bacteria_16S 2560086 2560041 70 115 gi| 219857337 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 25611 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminob 
673080 Bacteria_16S 2644580 2644539 74 115 gi| 219857228 
intermedia strain S1 16S ribosomal RNA, partial sequence 26441 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Co: 
673080 Bacteria_16S 2696915 2696866 70 119 gi| 219857190 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ano 
673080 Bacteria_16S 2872486 2872437 70 119 gi| 219856876 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

673080 Bacteria_16S 2934947 2934898 59 108 gi 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 
673080 Bacteria_16S 3016980 3016931 70 119 gi|219846912 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 30179 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Oren 
673080 Bacteria_16S 3027452 3027403 70 119 gi| 219846905 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequen 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; 
673080 Bacteria_16S 3078869 3078828 74 115 gi|219846869 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 30784 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; D 
673080 Bacteria_16S 3080445 3080404 74 115 gi| 219846868 
propionica strain U-8 16S ribosomal RNA, partial sequence 30800 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; D 
673080 Bacteria_16S 3082021 3081980 74 115 gi|219846867 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desu 
Desulfurella. 
673080 Bacteria_16S 3130078 3130029 70 119 gi 
salinarius strain SG3903 16S ribosomal RNA, partial seq 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Hal 
673080 Bacteria_16S 3202910 3202861 70 119 gi|219846786 NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
673080 Bacteria_16S 3243875 3243814 54 115 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 

673080 Bacteria_16S 
sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 
673080 Bacteria_16S 3372878 3372829 70 119 gi 
lacunarum strain DSM 6640 16S ribosomal RNA, partial se 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobi 
673080 Bacteria_16S 3382096 3382047 66 115 gi 
thalassica strain ATCC 33146 16S ribosomal RNA, complet 
thalassica Bacteria; Proteobacteria; Gammaproteobacteri 
Methylophaga. 
673080 Bacteria_16S 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


ref 
amat 


NR_024955.1 
or coolhaasi 


219857348|ref|NR_024936.1 


2542716 254422 


Hydrogenophaga 
5 Hydrogenophaga 
eriales; Comamonadaceae; Hydrogenophaga. 
ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 
acterium. 
ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy: 
NR_024818.1 
0 


Hydrogenophaga 

enophaga intermedia 

drogenophaga. 
Anoxybacillus 

1 Anoxybacillus 


NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 


219856833 
artial seq 


ref 
uenc 


NR_024652.1 
e 293453 


Oceanospirillum 
1 2935988 Oceanospirillum 
Oceanospirillales; Oceanospirillum. 
ref|NR_026504.1| Orenia salinaria 
18 Orenia salinaria Bacteria; 
ia. 
ref |NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref |NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref |NR_026459.1 
3081609 308313 

lfurellales; Des 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


219846835 |ref 


uence 


NR_026427.1 
129667 313104 
obacteroidaceae; 


Halanaerobacter 
9 Halanaerobacter 
; Halanaerobacter. 

ref 


w 


3299800 3299751 66 115 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


219846721 
quence 
eria; 


ref |NR_026313.1 
3299393 330087 
trichales; Pisci 


Methylophaga 
9 Methylophaga 
Thio rickettsiaceae; 
219846668 
quence 
ales; Halo 
219846661 
e sequence 
a; Thiotri 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Methylophaga 

7 Methylophaga 
kettsiaceae; 


ref|NR_026260.1 
3372496 337395 
bacteroidaceae; 
ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


3383635 3383586 66 115 gi 
strain ATCC 35842 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
673080 Bacteria_16S 3413872 3413823 67 116 gi 
strain CIP 103259 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
673080 Bacteria_16S 3450974 3450929 70 115 gi| 219846609 
strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 34520 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 


219846660 
33832 
ciricketts 
219846635 
34134 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026227.1 
73 3414913 Actino 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Actinomyces israelii 
myces israelii Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026201.1| Thermotoga elfii 

89 Thermotoga elfii Bacteria; 


673080 Bacteria_16S 


homopropionicum s 
homopropionicum B 


673080 Bacteria_16S 


3529938 3529889 70 119 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 


3581753 3581708 74 119 gi 


219846556 
ial sequen 
ridiales; 

219846521 


ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 

ref|NR_026113.1 


Clostridium 
6 Clostridium 
Clostridium. 
Clostridium 


stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; 


thermopalmarium s 


thermopalmarium Bacteria; 
673080 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


673080 Bacteria_16S 
n RHM5 16S ribosomal RNA, partial sequence 35967 
Lachnospiraceae; 


lentocellum strai 
Bacteria; 


strain 1066 16S r 


halophilum strain 
halophilum Bacter 


673080 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


673080 Bacteria_16S 
train ST90 16S ribosomal RNA, partial 
Clostridia; 


thermocisternum s 
thermocisternum B 


673080 Bacteria_16S 3777999 3777954 70 115 gi|219846378|ref|NR_025969.1 
strain SL1 16S ribosomal RNA, partial sequence 3777587 37790 

Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

673080 Bacteria_16S 3797554 3797497 59 116 gi|219846364|ref|NR_025955.1 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 37986 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cyclocla 
673080 Bacteria_16S 3977477 3977436 67 108 gi|219846240|ref|NR_025830.1 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 397838 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodosp 
Rhodospirillum. 

673080 Bacteria_16S 3993527 3993478 70 119 gi|219846229|ref|NR_025819.1 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 39945 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

673080 Bacteria_16S 4040398 4040349 70 119 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

673080 Bacteria_16S 4061357 4061312 74 119 gi|219846178|ref|NR_025768.1 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 40624 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
673080 Bacteria_16S 4070499 4070450 70 119 gi|219846172|ref|NR_025762.1 
strain PVl 16S ribosomal RNA, partial sequence 4070099 40715 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

673080 Bacteria_16S 4085774 4085725 70 119 gi|219846162|ref|NR_025752.1 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40868 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
673080 Bacteria_16S 4237874 4237825 67 116 gi| 219846043 |ref|NR_025633.1 
strain R18165 16S ribosomal RNA, complete sequence 4237444 42389 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
673080 Bacteria_16S 16926 16882 70 114 gi|265679052|ref|NR_029360.1 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

673080 Bacteria_16S 20037 19997 75 115 gi|265679050|ref|NR_029358.1 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
Burkholderia; Burkholderia cepacia complex. 

673080 Bacteria_16S 121791 121747 75 119 gi| 265678981 |ref|NR_029289.1 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobact 
673080 Bacteria_16S 234616 234576 75 115 gi| 265678905 |ref|NR_029213.1 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
673080 Bacteria_16S 236252 236212 75 115 gi|265678904|ref|NR_029212.1 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
673080 Bacteria_16S 237834 237794 75 115 gi|265678903|ref|NR_029211.1 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
673080 Bacteria_16S 239383 239343 75 115 gi| 265678902 |ref|NR_029210.1 


pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 


Firmicutes; 
673080 Bacteria_16S 


Clostridium. 
673080 Bacteria_16S 


3583308 3583259 70 
Firmicutes; 
3587942 3587901 74 
3597202 3597145 59 
Clostridia; 
3615492 3615444 67 
3653271 3653222 70 


Firmicutes; 
3659402 3659353 59 


ia; 
teria; Proteobacteria; 
3764459 3764410 70 


acteria; Firmicutes; 


Clostridiales; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
673080 Bacteria_16S 
SEBR 3139 16S ribosomal RNA, partial 
Clostridia; 


n A63 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


train BVP 16S ribosomal RNA, partial sequence 
Clostridia; 


119 gi|219846520|ref|NR_026112.1| Clostridium 
3582883 3584385 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
115 gi|219846517|ref|NR_026109.1| Desulfurella 
3587507 3589069 Desulfurella acetivorans 
Desulfurellales; Desulfurellaceae; Desulfurella. 
116 gi|219846509|ref|NR_026101.1| Clostridium 


116 gi 


119 gi 


Clostridiales; 


108 gi 


119 gi 


219846495 


3615060 36165 


219846469 
sequence 


219846465 


ain ICP1 16S ribosomal RNA, partial sequence 


219846388 
sequence 


Clostridiales; 


Cel 
ref 


ref 


ref 


ref 


93 3598277 Clost 
lulosilyticum. 


15 Mycobacterium 
3652827 36543 
Peptococc 


3658961 36604 
Gammaproteobacteria; Alteromonadales; 


3764125 37655 
Peptococcaceae; 


NR_026087.1 


Mycobacteri 
NR_026061.1 
5 
aceae; Desul 
NR_026057.1 
6 


NR_025979.1 
1 


Shewanellaceae; 


ridium lentocellum 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Shewanella 
5 Shewanella 
Shewanella. 
Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Rhodospirillum 

6 Rhodospirillum 

irillaceae; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


Nocardiopsis salina 


36 Nocardiopsis salina Bacteria; 


saceae; Nocardiopsis. 
Veillonella caviae 


00 Veillonella caviae Bacteria; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Lactobacillus perolens 
perolens Bacteria; 


Burkholderia 
Burkholderia 
lderiaceae; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 

lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


Les 


Burkholderia 


239017 240544 Burkholderia pyrrocinia 


GAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTT 
GACATCCCGCGCTAACCCAAGAGATTGGGTGTTCCCTTCGGGGACGCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTCCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGGAAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTACACGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAACCTCGCGAGGGGTAGCTAATCTCCAAAAACCGTCTCAGTTCGGATTG 
TTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTAGCGACTGGGGTGAAGTCGTACAGNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTT 
CGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATACGACCTCGGGCT 
GCATGGCCTGGGGTGGAAAGGTTTACTGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCG 
CGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACCCACCGCTCAACGGTGGGCCT 
GCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTC 
TCTGGGCAGTAACTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTCCTT 
CCACGGGATCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACTGGAAAGCCGTAGAGATACGGCCCCCCTTGTGGCCGGTACACAGGTGGTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTATGTTGCCAGCGCGTCATGGCGGGGACTCGTAAGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGAT 
ACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCGGATCAGCATGCC 
ANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCTGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
ATGAAGGAARGCTTGCTTTCTGGATWAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCTTTCACTTTGGGATAACAGTTGGAAACGGCTGCTAATACCAG 
ATATGACCTTCTTCCGCATGGTTGGGGGTGGAAAGTTTTTCGGTGGAAGATGCGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCTTCGAC 
GGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGACTGAGACACGGCCCAACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATG 
CAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCTGGTGTGAAATCTCACGGCTCA 
ACCGTGAGCTTGCATTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGC 
GAAGGCAGGTCTCTGGGCCGCTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGT 
GTGGGGCTCTTTCCACGAGTTCTGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAATCGCTCAGAGATGGGTGCGTCTTCGGACTGGTG 
TACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCGGGTTATGCCGGGGA 
CTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAA 
ACCGTTGCGATCTCGTGAGGGGGAGCGAATCGGAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGAGCCCATGAAGTCGGAGTYGCTAGTWATCGCAG 
AWCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGA 
GCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGATCTTCGGGTCTAGTGGCGCACGGGTGCGTAACGCGTGGGAAT 
CTGCCCTTTGGTTCGGAATAACAGTTGGAAACGACTGCTAATACCGGATGATGACGAAAGTCCAAAGATTTATCGCCAGAGGATGAGCCCGCGTAGGATTAGCTA 
GTTGGTGTGGTAAAGGCGCACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAG 
TACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCT 
TTGTAAGTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAA 
ATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGGACTTGGTCTTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTT 
AAAACTCAAATGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGTCCGGACGATTT 
CCAGAGATGGATCTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGCCTTTAGTTACCATCATTCAGTTGGGGACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCT 
GGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAAACTCGCGAGAGTGCGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAG 
AGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACC 
CGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTT 
TCGGCCTTAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCATGGGTGGGGGATAACTCTGGGAAACTGGAGCTAATACCGCATGATACCTGAGGGTCAAA 
GGCGCGAGTCGCCTGTGGAGGAGCCTGCGTTTGATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTT 
TTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGC 
GTTGCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTGATACGTGCAGACTAG 
AGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTGA 
GGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTAGATGTTGGGTAACTTAGTTATTCAGTGTCGCAGTTA 
ACGCGTTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGCAGAACCTTACCAGGGCTTGTATGGGTAGGCTGTGTCCAGAGATGGGCATTTCCCGCAAGGGACCTACCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAG 
GAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGC TACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATGGCGACATCGTGCTGATC 
TCTAAAAACCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGGGCGCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGGTTCTTCGGAACCTAGCGGC 
GGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACCGGGATAACTTCGGGAAACCGAAGCTAATACCGGATACTTTCGAGCATCGCATGATGCTTGATGGA 
AAGACGGCTTCGGCTGTCACTTACAGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGA 
TCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAGCGA 
TGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTTAAGGAAGAACAAGTACGAGAGTAACTGCTCGTACCTTGACGGTACTTAACGAGAAAGCCACGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCA 
ACCGTGGAGGGTCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGC 
GAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGT 
GTTAGAGGGTTTCCGCCCTTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAACCCTAGAGATAGGGCTTTCCCTTCGGGGACAGA 
GTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCA 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 


Burkholderia cepacia complex. 


673080 Bacteria_16S 240969 240929 75 115 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 
673080 Bacteria_16S 256099 256059 75 115 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
673080 Bacteria_16S 280175 280131 75 119 gi|265678873|ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 
673080 Bacteria_16S 292447 292403 75 119 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 
Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 
673080 Bacteria_16S 386323 386283 75 115 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
673080 Bacteria_16S 467793 467753 75 115 gi| 265678739 |ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
673080 Bacteria_16S 532097 532053 70 114 gi|265678697|ref|NR_029002.1| Bacillus drentensis 


strain IDA1967 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
673080 Bacteria_16S 562765 562721 75 119 gi 
albertensis strain DSM 14366 16S ribosomal RNA, partial 
albertensis Bacteria; Proteobacteria; Gammaproteobacter 
Acidithiobacillus 
673080 Bacteria_16S 


588303 588263 75 115 
strain Ppe8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
673080 Bacteria_16S 696014 695974 70 110 gi 
PB90-1 16S ribosomal RNA, partial sequence 

Opitutae; Opitutales; Opitutaceae; Opitutus. 
673080 Bacteria_16S 726244 726200 75 119 

strain 19glyl 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
673080 Bacteria_16S 757216 757176 75 115 gi 
respiraculi strain AU3313 16S ribosomal RNA, partial se 
respiraculi Bacteria; Proteobacteria; Betaproteobacteri 
673080 Bacteria_16S 812473 812417 59 115 gi 
jannaschii strain ALM2 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
673080 Bacteria_16S 823041 823001 75 115 gi 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteri 
673080 Bacteria_16S 836841 836793 68 116 gi 
strain S1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
673080 Bacteria_16S 873214 873174 75 115 gi 
strain N-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
673080 Bacteria_16S 892649 892609 75 115 gi 
strain LMG 18819 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
673080 Bacteria_16S 894184 894144 75 115 gi 
strain LMG 18106 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
673080 Bacteria_16S 895719 895679 75 115 gi 
strain LMG 16407 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
673080 Bacteria_16S 965393 965337 52 108 gi 
subsp. vallismortis strain DV 16S ribosomal RNA, partia 


gi 


gi 


subsp. vallismortis Bacteria; Proteobacteria; Gammaprot 
Salinivibrio. 
673080 Bacteria_16S 1080896 1080852 70 114 gi 


strain NAF0O01 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


531745 53318 


587905 58931 


695588 697067 Opitu 


725825 72731 


836449 83791 


872811 87416 


16S ribosomal RNA, partial sequence 892248 89373 


16S ribosomal RNA, partial sequence 893783 89526 


16S ribosomal RNA, partial sequence 895318 89680 


1080469 10819 


265678677 
sequence 
ia; Acidit 


265678660 


rkholderia 
265678585 


265678564 


Succinisp 
265678541 
quence 
a; Burkhol 
265678504 
nce 81203 
ales; Ecto 
265678497 

sequence 
a; Burkhol 
265678488 


nebacterin 
265678463 


rkholderia 
265678449 


rkholderia 
265678448 


rkholderia 
265678447 


rkholderia 
265678401 
1 sequence 
eobacteria 


265678322 


673080 Bacteria_16S 1147522 1147474 68 116 gi 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 


ref |NR_028982.1 
562358 563851 
hiobacillales; A 


ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref|NR_028890.1 
tus terrae Bacte 


ref|NR_028868.1 
9 Succinispira 
ira. 
ref|NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028800.1 
822620 824161 
deriales; Burkho 
ref |NR_028791.1 


Nocardiacea 
NR_028766.1 


eae; 
ref 
ceae; Cupriavidu 
ref|NR_028751.1 
ceae; Pandoraea. 
ref|NR_028750.1 
ceae; Pandoraea. 
ref|NR_028749.1 
ceae; Pandoraea 
ref|NR_028703.1 
964933 966480 
Vibrionales; V 


v 


ref|NR_028624.1 


253680758 


2 Bacillus drentensis Bacteria; 


Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Burkholderia tropica 


tropica Bacteria; 


ia. 
Opitutus terrae strain 
ria; Verrucomicrobia; 


Succinispira mobilis 


mobilis Bacteria; 


Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Bs 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


ref|NR_028006.1 


Nocardia ignorata 


1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


673080 Bacteria_16S 


strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 12842 
rkholderiaceae 


1283199 1283159 75 


115 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


673080 Bacteria_16S 


strain NCIMB 703055 16S ribosomal RNA, partial 


1298346 1298290 54 


110 


gi 


sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


673080 Bacteria_16S 
brockii subsp. brockii 


Thermoanaerobacterales; 
673080 Bacteria_16S 


1313516 1313472 75 
strain HTD4 


1330443 1330395 68 


119 


116 


gi 


16S ribosomal RNA, 
Thermoanaerobacter brockii subsp. brock 
Thermoanaerobacteraceae; 


ii Bacteria; 
Thermo 


gi 


thermacidophilum subsp. porcinum strain P3-14 16S ribos 


Bifidobacterium thermacidophilum subsp. 
Bifidobacteriaceae; 


Bifidobacteriales; 
673080 Bacteria_16S 


1338057 1338017 75 


115 


gi 


metallidurans strain CH34 16S ribosomal RNA, partial se 


metallidurans CH3 
Cupriavidus. 
673080 Bacteria_16S 
subsp. costicola 
costicola subsp. 
Salinivibrio. 
673080 Bacteria_16S 


thailandensis strain E264 16S ribosomal RNA, 
Proteobacteria; 


thailandensis E26 
Burkholderia; 
673080 Bacteria_16S 
strain MT1-641 16 
Proteobacteria; 
673080 Bacteria_16S 
strain STM815 16S 
Bacteria; 
673080 Bacteria_16S 
strain STM678 16S 
Proteobacteria; 
673080 Bacteria_16S 
brockii subsp. 


4 Bacteria; 


4 Bacteria; 
pseudomallei group. 


1354943 1354887 52 


1359324 1359284 75 


1372964 1372924 75 


1386550 1386510 75 


1388065 1388025 75 


1506013 1505969 75 


lactiethylicus strain SEBR 5268 


Thermoanerobacter brockii subsp. 


Thermoanaerobacterales; 
673080 Bacteria_16S 

paracasei subsp. 
paracasei subsp. 
673080 Bacteria_16S 


strain 8025 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; Pa 


Proteobacteria; 
673080 Bacteria_16S 


Thermoanaerobacteraceae; 


1509119 1509075 70 


1512065 1512021 75 


1533316 1533276 75 


Proteobacteria; 


108 


Proteobacteria; 


115 


115 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


115 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholde 


115 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


119 


Betaproteo 


gi 


strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; 


Ga 


gi 


partial se 
Betaproteo 


gi 


1372563 13740 


gi 


1386182 13876 


gi 


1387667 13891 


gi 


16S ribo 


lactiethylicus 


114 


119 


115 


Thermo 


gi 


paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 


gi 


1511717 15130 


gi 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteri 


Burkholderia; 
673080 Bacteria_16S 


R-16300 16S ribosomal RNA, partial sequence 
laceae; 


Bacillales; Bacil 
673080 Bacteria_16S 


R-15447 16S ribosomal RNA, partial sequence 
laceae; 


Bacillales; Bacil 
673080 Bacteria_16S 
strain R-13291 16 
Proteobacteria; 
673080 Bacteria_16S 
strain R-10289 16 
Proteobacteria; 
673080 Bacteria_16S 


Burkholderia cepacia complex. 


1636428 1636384 70 


Bacillus. 
1637919 1637875 70 


Bacillus. 


1653140 1653100 68 


1654687 1654647 68 


1686605 1686565 75 


114 


114 


108 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


108 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


115 


gi 


1636012 1637452 Bacil 


gi 


1637503 1638932 Bacil 


gi 


1652728 16542 


gi 


1654275 16557 


gi 


margaritifer strain N2-214 16S ribosomal RNA, partial s 


margaritifer Bacteria; 
Tepidiphilus. 
673080 Bacteria_16S 
halodurans strain 
Bacteria; 
673080 Bacteria_16S 


Proteobacteria; 


1765982 1765926 59 


1802206 1802162 70 


115 


114 


Betaproteobacter 


gi 


34Alc 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Chromati 


219846066 


219846893 
12979 

ococcineae 

228718892 


219846082 
omal RNA, 


228721484 
quence 
bacteria; 


228720264 
artial seq 
mmaproteob 


228720024 
quence 
bacteria; 


228717983 


rkholderia 
228716754 


riales; Bu 
228716720 


rkholderia 
219846365 
somal RNA, 
Bacteria; 
anaerobact 
219846290 
A, partial 
acillales; 
219878127 


steurellac 
219857425 
sequence 
a; Burkhol 


219878452 


219878451 


219878439 


anthomonad 
219878438 


anthomonad 
219878417 
equence 

ia; Hydrog 


219878360 
ence 17655 
ales; Ecto 
219878334 


partial sequen 
Firmicutes; 
anaerobacter. 


ref 


ref 


, Br 
ref 


ref 
comp 
ref 
Burk 
ref 
uenc 
acte 
ref 
Burk 


ref 


ceae 
ref 


rkho 
ref 


ceae 
ref 
par 
er. 
ref 
seq 
Lac 
ref 


eae; 
ref 


deri 


ref 
lus 


ref 
lus 


ref 


acea 
ref 


acea 
ref 


enop 


ref 


thio 
ref 


gi 


83 Burkholderia 
; Burkholderia. 


1337638 13391 


1358923 13604 


50 Burkholderia 


16 Burkholderia 


46 Burkholderia 


Firmicutes; 


1532915 15343 


1686206 168766 


52 1767023 Alkali 


NR_025656.1 


NR_026485.1 


NR_027577.1 
ce 131309 


NR_025672.1 


NR_027607.1 
3 
holderiales; 


NR_027590.1 
e 135446 
ria; Vibrion 


NR_027587.1 
1 
holderiales; 


NR_027569.1 


; Burkholder 
NR_027555.1 


lderiaceae; 
NR_027554.1 


; Burkholder 
NR_025956.1 


NR_025880.1 
uence 150868 


NR_025266.1 


Histophilus 
NR_025013.1 
2 


ales; Burkho 


NR_025591.1 
soli Bacteri 


NR_025590.1 
vireti Bacte 


NR_025578.1 


e; Thermomon 
NR_025577.1 


e; Thermomon 
NR_025556.1 


hilales; Hyd 
NR_025499.1 


rhodospirace 
NR_025473.1 


Clostridia; 


tobacillaceae; 


Burkholderia hospita 


hospita Bacteria; 


Brevibacterium avium 


19 1299312 Brevibacterium avium Bacteria; 
evibacteriaceae; 


Brevibacterium. 
Thermoanaerobacter 
4 1314606 


Bifidobacterium 


lete sequence 1330013 1331535 
porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacterium. 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Burkholderia 
0 Burkholderia 


Burkholderiaceae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Thermoanerobacter 


tial sequence 1505601 1507107 
Clostridia; 


Lactobacillus 
4 1510205 Lactobacillus 
Lactobacillus. 
Histophilus somni 


77 Histophilus somni Bacteria; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Tepidiphilus 

1 Tepidiphilus 

rogenophilaceae; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Bacillus 


decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 


decolorationis Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Bacillus. 


673080 Bacteria_ 


16S 1814504 1814464 75 115 


LMG 19981 16S ribosomal RNA, partial sequence 


Proteobacteria; 
673080 Bacteria_ 


haemolytica strai 
haemolytica Bacteria; 


Thermomonas. 
673080 Bacteria_ 


strain HK85 16S ribosomal RNA, partial sequence 
G 


Proteobacteria; 
673080 Bacteria_ 


thiooxidans strai 
thiooxidans Bacte 


673080 Bacteria_ 


mannitolilytica s 
mannitolilytica Bacteria; 


Ralstonia. 

673080 Bacteria_ 
strain LMG 17489 
Firmicutes; 
673080 Bacteria_ 


strain AU2944 16S 
B 


Proteobacteria; 
673080 Bacteria_ 
pantheris strain 


pantheris Bacteria; 


673080 Bacteria_ 
strain DSM 11853 
Proteobacteria; 

673080 Bacteria_ 


campinensis strain WS2 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholde 


Bacteria; 
673080 Bacteria_ 
strain IPT10 16S 
Proteobacteria; 

673080 Bacteria_ 
strain LMG 16225 
Proteobacteria; 


Bacteria; 


Bacteria; 


strain DSM 12769 
Proteobacteria; 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


673080 Bacteria_16S 
succinogenes strain 130Z 16S ribosomal RNA, partial sequence 
succinogenes Bacteria; 


Actinobacillus. 


673080 Bacteria_16S 
kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
673080 Bacteria_16S 
thermoluteolus strain TH-1 16S ribosomal RNA, partial s 
thermoluteolus Bacteria; 


Bacteria; 


Hydrogenophilus. 


673080 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; 


673080 Bacteria_16S 


G 


Bacil 


16S 1849711 1849671 68 108 


Proteobacteria; 


16S 1875397 1875353 75 119 


16S 1878457 1878417 75 115 


16S 1922499 1922459 75 115 


Proteobacteria; 


16S 1945426 1945382 70 114 
lales; Bacillaceae; Bacillus. 
16S 2122355 2122315 75 115 


ribosomal RNA, partial sequence 


n A50-7-3 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


n CS-K2 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteri 


train LMG6866 16S ribosomal RNA, partial 
Betaproteobacteria; 


16S ribosomal RNA, partial sequence 1945009 19464 


gi|219878326 
1814099 18155 


ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


219878302 
equence 


gi 


gi|219878284 
1874987 18764 


ammaproteobacteria; Pasteurellales; Pasteurellaceae; 


gi|219878282 
a; Burkhol 
219878246 
sequenc 


gi 


gi|219878231 


gi| 219857653 
2121958 21233 


Xanthomonadales; 


Burkholderiales; 


Betaproteobacteria; Burkholderiales; Bu 


16S 2275758 2275718 75 115 


gi 


16S 2330114 2330074 75 115 
ribosomal RNA, partial sequence 


gi 


16S 2384647 2384607 75 115 


gi 


2386171 2386131 75 115 
LMG 19076 16S ribosomal RNA, 


gi 
partial 


2387726 2387682 75 119 


gi 
Clostridia; Thermoanaerobacterale 
2471347 2471291 59 115 gi 
sequence 
Chromati 


2505906 2505850 59 115 gi 


2624673 2624633 75 115 


gi 


Bacteria; Proteobacteria; 


2638406 2638362 75 119 


gi 
Proteobacteria; 


2835405 2835365 75 115 


gi 


2918402 2918362 75 115 


gi 
Proteobacteria; 


3053400 3053360 75 115 
S ribosomal RNA, partial sequence 


gi 


3083602 3083562 75 115 


16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Bu 


nce 
riales; 


2329695 23312 
rkholderiaceae; 


16S ribosomal RNA, partial sequence 2384259 23857 
Betaproteobacteria; Burkholderiales; Bu 
673080 Bacteria_16S 
caledonica strain 
caledonica Bacteria; Proteobacteria; Betaproteobacteria 
673080 Bacteria_16S 
yonseiensis strain KBl1 16S ribosomal RNA, partial sequence 
Firmicutes; 
673080 Bacteria_16S 

versutus strain AL2 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
673080 Bacteria_16S 


rkholderia 
sequence 
; Burkholderia 


Ss; 


al 


16S ribosomal RNA, partial sequence 2505486 25069 
Gammaproteobacteria; Chromatiales; Ectothiorhodos 
673080 Bacteria_16S 
strain RP5557 16S ribosomal RNA, partial 
Gammaproteobacteria; 


Gammaproteobacteria; 


equence 
Betaproteobacteria; 


3052993 30544 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


gi 


rkholderiaceae; 


219857549 
22753 


219857509 


219857470 


219857469 


219857468 

23873 
Thermoa 
219857402 
24709 
es; Ecto 
219857373 


219857248 
sequenc 
xX 
219857232 
Paste 


219856900 


Bu 
219856844 


Hydr 


219846886 


219846866 


Burkho 


ref|NR_025465.1| Fulvimonas soli strain 
95 Fulvimonas soli Bacteria; 
Fulvimonas. 
ref|NR_025441.1] Thermomonas 

1849299 1850798 Thermomonas 
Xanthomonadaceae; 


ref|NR_025423.1| Haemophilus pittmaniae 
54 Haemophilus pittmaniae Bacteria; 
Haemophilus. 
ref |NR_025421.1 
1878060 187954 
deriales; Burkho 
ref|NR_025385.1| Ralstonia 
e 1922112 1923560 Ralstonia 
Burkholderiaceae; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


ref|NR_025242.1| Ralstonia insidiosa 
93 Ralstonia insidiosa Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

16S 2196535 2196491 70 114 gi|219857601|ref|NR_025189.1| Lactobacillus 

LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 2274224 2274184 75 115 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 
Cupriavidus. 
ref|NR_025137.1| Cupriavidus 
59 2276842 Cupriavidus campinensis 
lderiaceae; Cupriavidus. 
ref|NR_025097.1| Burkholderia sacchari 
17 Burkholderia sacchari Bacteria; 
Burkholderia. 
ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 

2385781 2387256 Burkholderia 
les; Burkholderiaceae; Burkholderia. 
ref|NR_025056.1| Thermoanaerobacter 
07 2388807 Thermoanaerobacter yonseiensis 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_024990.1| Thioalkalivibrio 
21 2472353 Thioalkalivibrio versutus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024878.1| Rhodanobacter 
e 2624254 2625756 Rhodanobacter 
anthomonadales; Xanthomonadaceae; 


ref|NR_024860.1| Actinobacillus 
2637974 2639461 Actinobacillus 
urellales; Pasteurellaceae; 


ref|NR_024721.1 
92 2836452 Burkho 


Burkholderia 
lderia kururiensis 


rkholderiaceae; Burkholderia. 

ref |NR_024663.1| Hydrogenophilus 
2918000 2919460 Hydrogenophilus 

ogenophilales; Hydrogenophilaceae; 

ref|NR_026478.1| Formivibrio citricus 

82 Formivibrio citricus Bacteria; 

Formivibrio. 

ref|NR_026458.1| Thermoanaerobacter 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 


3083185 3084666 Thermoanaerobacter 


673080 Bacteria_16S 3146517 3146477 70 110 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

673080 Bacteria_16S 3151103 3151043 59 119 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

673080 Bacteria_16S 3322605 3322565 75 115 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

673080 Bacteria_16S 3349929 3349889 75 115 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

673080 Bacteria_16S 3496623 3496563 59 119 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

673080 Bacteria_16S 3536001 3535957 70 114 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 


strain DSM 8723 1 
Firmicutes; Bacillales; 
673080 Bacteria_16S 
DSM 6307 16S ribosomal RNA, 
Bacillales; Bacillaceae; Bacillus. 
673080 Bacteria_16S 3665568 3665524 75 
restrictus strain 
restrictus Bacteria; 
673080 Bacteria_16S 


Bacillaceae; 
3545367 3545323 70 


Firmicutes; Clostridia; 
3694343 3694299 75 


strain P-172-71 16S ribosomal RNA, partial sequence 3693916 36953 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


673080 Bacteria_16S 3770374 3770334 75 


strain R001 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


673080 Bacteria_16S 
norvegica strain 
Bacteria; Proteob 
Thermodesulforhabdus. 
673080 Bacteria_16S 
strain NCTC 3438 
Bacteria; Proteob 
673080 Bacteria_16S 
brockii subsp. fi 
Thermoanaerobacter brockii subsp. 


3776444 3776400 75 


3825031 3824987 75 


3882770 3882726 75 


complete sequence 


6S ribosomal RNA, partial sequence 
Bacillus. 


114 


PER-K23 16S ribosomal RNA, partial se 


A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 


16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; 


gi 


3544949 35464 


3535585 35370 


219846546 


ref 
54 Bacillus cohnii Bacteria; 


NR_026138.1 


88 Bacillus halmapalus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


119 gi|219846461|ref|NR_026053.1| Dehalobacter 
quence 3665143 3666628 Dehalobacter 
Clostridiales; Peptococcaceae; Dehalobacter. 
119 gi|219846441|ref|NR_026032.1| Pasteurella aerogenes 
20 Pasteurella aerogenes Bacteria; 
steurellaceae. 
115 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 
3769978 3771422 Ralstonia syzygii Bacteria; 
rkholderiaceae; Ralstonia. 
119 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
nce 3775978 3777536 Thermodesulforhabdus norvegica 
Syntrophobacterales; Syntrophobacteraceae; 
119 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
3824598 3826078 Avibacterium volantium 
Pasteurellales; Pasteurellaceae; Avibacterium. 
119 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
artial sequence 3882338 3883860 


nnii strain AKo-1 16S ribosomal RNA, p 
finnii Bacteria; 


Firmicutes; 


Clostridia; 


Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

673080 Bacteria_16S 4068976 4068936 68 108 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

673080 Bacteria_16S 4100636 4100596 75 115 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain Sl 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

673080 Bacteria_16S 4121944 4121904 75 115 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

673080 Bacteria_16S 4123479 4123435 75 119 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

673080 Bacteria_16S 81912 81869 65 108 gi|265679009|ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011  Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

673080 Bacteria_16S 127804 127761 65 108 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

673080 Bacteria_16S 170486 170443 65 108 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

673080 Bacteria_16S 178006 177963 65 108 gi|265678944|ref|NR_029252.1| Aeromonas punctata 


strain ATCC 15468 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 


partial sequence 
Aeromonadales; 


Aer 


177564 179023 Aeromonas punctata Bacteria; 


omonadaceae; 


A 


eromonas. 


673080 Bacteria_16S 218022 217987 73 108 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

673080 Bacteria_16S 222598 222555 65 108 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

673080 Bacteria_16S 225558 225508 65 116 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
673080 Bacteria_16S 366564 366521 65 108 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 


fontislapidosi Ba 


Idiomarina. 


673080 Bacteria_16S 


strain TF-27 16S 
Proteobacteria; 


mariniglutinosa s 
mariniglutinosa B 


Pseudoalteromonas. 
673080 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; 


strain Uedal07 16 
Proteobacteria; 


strain MOL361 16S 
Firmicutes; Erysi 


673080 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


673080 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


673080 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


673080 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 


strain OK-1 16S r 
Proteobacteria; G 


673080 Bacteria_16S 


strain KMM 1406 1 


G 
673080 Bacteria_16S 


G 
673080 Bacteria_16S 


G 
673080 Bacteria_16S 


cteria; Proteobacteria; Gammaproteobac 
434207 434164 65 108 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
547365 547322 65 108 gi 
train KMM 3635 16S ribosomal RNA, part 


acteria; Proteobacteria; Gammaproteoba 


gi 


615644 615601 65 108 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
770907 770864 65 108 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
798608 798569 75 114 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
841374 841331 65 108 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
844437 844394 65 108 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
848879 848836 65 108 gi 
ain LX3 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


937506 937463 65 108 gi 
KMM 162 16S ribosomal RNA, partial seq 


1009753 1009710 65 108 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1066126 1066083 65 108 


gi 


Ss 
gi 


a; Proteobacteria; Gammaproteobacteria; 
Pseudoalteromonas. 
673080 Bacteria_16S 


265678765 


433793 43528 
hewanellac 


265678687 


265678641 


615203 61674 
Vv 


onaceae; 
265678532 


770475 77198 
seudomonad 


265678513 


798207 79971 
elotrichac 


265678485 
nce 
irillales; 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 
Enterobac 


265678480 
uence 
eria; 


265678420 
uence 


v 


265678371 


1009316 10108 
hewanellac 


265678333 


6S ribosomal RNA, partial sequence 1065751 10671 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
673080 Bacteria_16S 1082418 1082379 75 114 gi| 265678321 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

673080 Bacteria_16S 1185315 1185272 65 108 gi| 228716090 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
673080 Bacteria_16S 1186826 1186783 65 108 gi| 228716058 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
673080 Bacteria_16S 1188337 1188294 65 108 gi|228716012 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
673080 Bacteria_16S 1189848 1189805 65 108 gi| 228715942 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
673080 Bacteria_16S 1277259 1277216 65 108 gi|219846127 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 

ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Altero: 
673080 Bacteria_16S 1342699 1342656 65 108 gi|228721107 


teria; Alt 


ial sequen 
cteria; Al 


84098 


Ente 


Alteromo 


eromonadales; Idiomarinaceae; 
ref|NR_029070.1| Shewanella gaetbuli 
9 Shewanella gaetbuli Bacteria; 

eae; Shewanella 
ref |NR_028992.1 
ce 546976 548458 


teromonadales; P 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


ref |NR_028946.1| Vibrio agarivorans 
4 Vibrio agarivorans Bacteria; 
ibrio. 
ref |NR_028836.1| Cellvibrio japonicus 
3 Cellvibrio japonicus Bacteria; 
aceae; Cellvibrio. 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_028788.1| Marinospirillum 
1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
ref|NR_028786.1| Samsonia erythrinae 
2 Samsonia erythrinae Bacteria; 
teriaceae; Samsonia. 
ref|NR_028783.1| Klebsiella 

848542 849823 Klebsiella 
robacteriales; Enterobacteriaceae; 


ref|NR_028722.1 
937095 938588 
nadales; Pseudoa 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


ref|NR_028673.1| Shewanella algae 
53 Shewanella algae Bacteria; 

eae; Shewanella 
ref |NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028623.1 
61 Lactobacillus 


Rheinheimera pacifica 
pacifica Bacteria; 


Lactobacillus equi 
equi Bacteria; 


ref|NR_027546.1| Yersinia mollaretii 
60 Yersinia mollaretii ATCC 43969 
Enterobacteriaceae; Yersinia. 
ref|NR_027545.1| Yersinia intermedia 
71 Yersinia intermedia ATCC 29909 
Enterobacteriaceae; Yersinia. 
ref|NR_027544.1| Yersinia frederiksenii 
82 Yersinia frederiksenii ATCC 33641 
Enterobacteriaceae; Yersinia. 
ref|NR_027543.1| Yersinia bercovieri 
93 Yersinia bercovieri ATCC 43970 
Enterobacteriaceae; Yersinia. 
ref|NR_025717.1] Thalassomonas 

1276861 1278268 Thalassomonas 
monadales; Colwelliaceae; Thalassomonas. 
ref|NR_027602.1| Ferrimonas balearica 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; 


Ferrimonas. 


673080 Bacteria_16S 


strain 08145 16S 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


Arcanobacterium. 


673080 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; 


strain KMM 227 16 
Proteobacteria; 


subsp. 
subsp. 


litoralis strain 
litoralis Bacteri 


673080 Bacteria_16S 


strain IBS S6874 
Proteobacteria; 


strain 75-80 16S 
Proteobacteria; 


strain KMM 241 16 
Proteobacteria; 


strain OSBAC1 16S 
Proteobacteria; 


strain RB-8 16S r 
Proteobacteria; 


agarivorans strai 
agarivorans Bacte 


Pseudoalteromonas. 
673080 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


673080 Bacteria_16S 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


673080 Bacteria_16S 


strain ME102 16S 


Proteobacteria; G 


G 
673080 Bacteria_16S 
ulvae strain UL12 
Proteob 
Pseudoalteromonas 
673080 Bacteria_16S 
strain B-10-31 16 
G 
673080 Bacteria_16S 
doudoroffii strai 
doudoroffii Bacte 
673080 Bacteria_16S 
bernardiae strain 
bernardiae Bacter 


G 
673080 Bacteria_16S 


G 
673080 Bacteria_16S 
smithia st 
smithia Ba 
673080 Bacteria_16S 


G 
673080 Bacteria_16S 


G 
673080 Bacteria_16S 


G 
673080 Bacteria_16S 


G 
673080 Bacteria_16S 


G 
673080 Bacteria_16S 


ammaproteobacteria; Alteromonadales; P 
1454846 1454803 65 108 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1457735 1457684 65 116 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


se 


al 


1545566 1545523 65 108 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1547080 1547037 65 108 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1570913 1570870 65 108 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1633396 1633353 65 108 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1645606 1645563 65 108 gi 


gi 


Idi 


gi 
di 


al 
te 


eq 


, 


ammaproteobacteria; Aeromonadales; Aer 
1659305 1659262 65 108 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1700570 1700527 65 108 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
1708201 1708158 65 108 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1737076 1737033 65 108 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1753874 1753831 65 108 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


on 


ma 


Oo 


eq 
ia 


1755433 1755390 65 108 


gi 
ammaproteobacteria; Oceanospirillales; 
1848182 1848131 65 116 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1861696 1861653 65 108 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


H 


1 
A 


gi 


Oo 


673080 Bacteria_16S 
strain LMG 21857 16S ribosomal RNA, partial sequence 1868909 18703 


Proteobacteria; G 


673080 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


673080 Bacteria_16S 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 19923 


Proteobacteria; G 


673080 Bacteria_16S 


1869316 1869273 65 108 gi 


ammaproteobacteria; Alteromonadales; Alt 
1989713 1989670 65 108 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


al 
te. 


1991261 1991218 65 108 


gi 


ammaproteobacteria; Enterobacteriales; E 


219857261 
1545151 15466 


219857260 
1546665 15481 


219878156 


219878454 


219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 
219878435 
1658880 16603 
G 
219878407 
1700153 17016 


219878402 
1707781 17092 


219878383 
1736673 17381 


219878370 


219878369 
6S ribosomal RNA, partial sequence 1755010 17565 


219878303 


219878293 
1861284 18627 
219878288 


219878202 


219878201 


seudoalter 
224581417 


quence 


ia; Aeromo 
224581414 


sequenc 


Actinomyce 


omarinac 


omarinac 


sequenc 
ria; Aer 


uence 
Aeromona 


aceae; 


eromonad 


tiaceae; 


leispira 


uence 
Altero 


, 


alomonad 


sequence 
ctinomyc 


leiphila 


eromonad 


sequenc 
ria; Ent 


nterobac 


1992804 1992761 65 108 gi 


219878200 


1381997 1381954 65 108 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

1402956 1402913 65 108 gi|219857444|ref|NR_025032.1| Pseudoalteromonas 

16S ribosomal RNA, partial sequence 1402605 1403959 Pseudoalteromonas ulvae 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

1411952 1411909 65 108 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
S ribosomal RNA, partial sequence 1411537 1413034 Algicola sagamiensis Bacteria; 


icola. 
Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 
Arcanobacterium 

5 Arcanobacterium 

ineae; Actinomycetaceae; 


omonadaceae; Alg 
ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref|NR_024892.1| Idiomarina zobellii 
14 Idiomarina zobellii Bacteria; 

eae; Idiomarina 
ref|NR_024891.1| Idiomarina abyssalis 
29 Idiomarina abyssalis Bacteria; 

eae; Idiomarina 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025593.1 
1632974 163447 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 

Oceanisphaera 
9 Oceanisphaera 
dales; Aeromonadaceae; Oceanisphaera. 
ref|NR_025585.1| Aeromonas simiae 
55 Aeromonas simiae Bacteria; 

e; Aeromonas. 
ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 
rimontia. 
ref|NR_025546.1| Glaciecola mesophila 
51 Glaciecola mesophila Bacteria; 
aceae; Glaciecola. 
ref|NR_025541.1| Rheinheimera baltica 
61 Rheinheimera baltica Bacteria; 
Rheinheimera. 
ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 
ref|NR_025509.1 
1753455 175495 
monadales; Pseud 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas. 
ref |NR_025442.1 
1847763 184924 
etales; Actinomy 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


ref|NR_025432.1| Oleiphilus messinensis 
20 Oleiphilus messinensis Bacteria; 
ceae; Oleiphilus 
ref|NR_025427.1| Glaciecola polaris 
93 Glaciecola polaris Bacteria; 
aceae; Glaciecola. 

ref|NR_025341.1| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 
36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 


ref|NR_025339.1| Serratia fonticola 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serratia. 


673080 Bacteria_16S 1994352 1994309 65 108 gi 
strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 19954 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


673080 Bacteria_16S 2002041 2001998 65 108 gi| 219878194 


219878199 |ref 


ref 


NR_025338.1 


aceae; Serr 
NR_025333.1 


a 


Serratia entomophila 


42 Serratia entomophila Bacteria; 
teri 


tia. 
Leminorella grimontii 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 
673080 Bacteria_16S 2003573 2003530 65 108 gi|219878193|ref|NR_025332.1| Budvicia aquatica 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
673080 Bacteria_16S 2026196 2026153 65 108 gi| 219878178 
strain LMG 317541 16S ribosomal RNA, partial sequence 20257 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 
673080 Bacteria_16S 2027639 2027596 65 108 gi| 219878177 
carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, 

Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriales; Enterobacteriaceae; Pectobacterium. 


ref 


e; 
ref 


v 


par 
Proteobacteria; Gammaproteobacteria; 


aceae; Budv 
NR_025317.1 


59 2027165 Aeromo 
Aeromonas. 


NR_025316.1 
tial sequen 


i 


c 


48 Budvicia aquatica Bacteria; 
teri 


cia. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


673080 Bacteria_16S 2079783 2079733 65 116 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

673080 Bacteria_16S 2101079 2101036 65 108 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

673080 Bacteria_16S 2120842 2120799 65 108 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 

673080 Bacteria_16S 2188972 2188929 65 108 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

673080 Bacteria_16S 2238949 2238906 65 108 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
673080 Bacteria_16S 2240460 2240417 65 108 gi| 219857572 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 22415 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
673080 Bacteria_16S 2241971 2241928 65 108 gi| 219857571 
strain ATCC 33638 16S ribosomal RNA, partial sequence 22415 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
673080 Bacteria_16S 2243482 2243439 65 108 gi| 219857570 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial s 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; 
Yersinia. 
673080 Bacteria_16S 2271203 2271160 65 108 gi 
ruthenica strain KMM300 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
673080 Bacteria_16S 2272675 2272632 65 108 gi 
issachenkonii strain KMM 3549 16S ribosomal RNA, partia 
issachenkonii Bacteria; Proteobacteria; Gammaproteobact 
Pseudoalteromonas. 
673080 Bacteria_16S 2290871 2290828 65 108 gi 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partia 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacte 
Pseudoalteromonas. 
673080 Bacteria_16S 
strain L2-TR 16S 
Proteobacteria; 


teri 
ref 


teri 
ref 


Ent 
ref 
eque 
Ent 
219857552 |ref 
ence 22707 
nadales; Pseud 
219857551 
1 sequence 
eria; Alte 


219857538 
1 sequence 
ria; Alteromon 
2298379 2298336 65 108 gi| 219857531 |ref 
ribosomal RNA, partial sequence 2297982 22993 
ammaproteobacteria; Alteromonadales; Idiomarinac 


G eae; 


05 Yersinia 


56 2243016 Y 


90 2272278 P 


673080 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


673080 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; 


paradoxus strain 
Bacteria; Proteob 


673080 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas 


673080 Bacteria_16S 


G 
673080 Bacteria_16S 


2302846 2302797 59 108 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2427387 2427344 65 108 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2440981 2440931 65 115 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2447065 2447022 65 108 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


en 
na 


2427049 24283 
omonadacea 


ce 
al 


quence 
ia; Altero 


2456197 2456154 65 108 gi 


219857528 
ce 23024 
dales; Alter 
219857439 |ref 


ref 


e; 0 
219857426|ref 
24405 
es; Ecto 


219857421 


thio 
ref 


mona 


04 2303932 Marin 


72 2442029 Thioa 


2446675 24481 


aceae; Yers 
NR_025160.1 


aceae; Yers 
NR_025159.1 
ersi 
erobacteriac 
NR_025158.1 
nce 224306 
erobacterial 


NR_025140.1 
seudo 


oalteromona 


6 


adales; u 


NR_025119.1 
Idiomarina 


NR_025116.1 
oO. 
7 


omonadaceae 
NR_025027.1 


ceanimonas. 
NR_025014.1 
1 
rhodospirace 
NR_025009.1 
2 
d 


dales; Pseu 


219857413 |ref 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 


i 


n 


d 


nia. 
Yersinia pestis strain 


pestis Bacteria; 
a 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


NR_025001.1 
245578 


Aeromonas salmonicida 
3 2457213 Aeromonas 


salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonadaceae; Aeromonas. 


673080 Bacteria_16S 2601495 2601452 65 108 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 2602563 Mannheimia ruminalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

673080 Bacteria_16S 2607727 2607684 65 108 gi|219857263|ref|NR_024894.1| Neptunomonas 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 


673080 Bacteria_16S 2716520 2716477 65 108 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

673080 Bacteria_16S 2733308 2733265 65 108 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

673080 Bacteria_16S 2734798 2734755 65 108 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
673080 Bacteria_16S 2736288 2736245 65 108 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

673080 Bacteria_16S 2740645 2740602 65 108 gi|219857160|ref|NR_024788.1| Agarivorans albus 


strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

673080 Bacteria_16S 2866213 2866170 65 108 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 
673080 Bacteria_16S 2930414 2930371 65 108 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 
673080 Bacteria_16S 2947139 2947096 65 108 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 


673080 Bacteria_16S 2960526 2960483 65 108 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

673080 Bacteria_16S 2966688 2966645 65 108 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

673080 Bacteria_16S 3058006 3057963 65 108 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 
673080 Bacteria_16S 3072893 3072850 65 108 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 
673080 Bacteria_16S 3173993 3173951 73 115 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
673080 Bacteria_16S 3200034 3199983 65 116 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
673080 Bacteria_16S 3319560 3319517 65 108 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 
673080 Bacteria_16S 3419824 3419781 65 108 gi|219846631|ref|NR_026223.1| Pseudoalteromonas 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
673080 Bacteria_16S 3421302 3421259 65 108 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
673080 Bacteria_16S 3422786 3422743 65 108 gi|219846629|ref|NR_026221.1| Pseudoalteromonas 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
673080 Bacteria_16S 3424269 3424226 65 108 gi|219846628|ref|NR_026220.1| Pseudoalteromonas 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 3423861 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonadaceae; Pseudoalteromonas. 


673080 Bacteria_16S 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudoalteromonas. 
673080 Bacteria_16S 


atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 


3425746 3425703 65 108 gi|219846627 


3427228 3427185 65 108 gi| 219846626 


ref|NR_026219.1| Pseudoalteromonas 
3425334 3426769 Pseudoalteromonas 


Alteromonadales; Pseudoalteromonadaceae; 


ref|NR_026218.1| Pseudoalteromonas 
3426820 3428242 Pseudoalteromonas 


atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
673080 Bacteria_16S 


strain ATCC 43992 16S ribosomal RNA, partial sequence 34282 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


673080 Bacteria_16S 


strain ATCC 15338 16S ribosomal RNA, partial sequence 35587 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


673080 Bacteria_16S 


nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 


3428707 3428664 65 108 gi| 219846625 


3559228 3559185 65 108 gi| 219846536 


3562264 3562221 65 108 gi| 219846534 


ref|NR_026217.1| Shewanella benthica 
93 3429730 Shewanella benthica Bacteria; 


ref|NR_026128.1| Vibrio proteolyticus 
84 3560248 Vibrio proteolyticus Bacteria; 


ref|NR_026126.1| Vibrio 
3561815 3563248 Vibrio 


nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


673080 Bacteria_16S 


strain ATCC 14048 16S ribosomal RNA, partial sequence 35647 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


673080 Bacteria_16S 


strain NS 16S ribosomal RNA, partial sequence 3566301 35677 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


673080 Bacteria_16S 


strain : CIP 7430 16S ribosomal RNA, partial sequence 36119 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


673080 Bacteria_16S 


succiniciproducens strain S411 16S ribosomal RNA, partial sequenc 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; 


Anaerobiospirillum. 
673080 Bacteria_16S 


strain IC079 16S ribosomal RNA, partial sequence 3660516 36619 


3565229 3565186 65 108 gi| 219846532 


3566735 3566692 65 108 gi| 219846531 


3612368 3612325 65 108 gi|219846497 


3633407 3633364 65 108 gi|219846483 


3660943 3660900 65 108 gi|219846464 


ref|NR_026124.1| Vibrio natriegens 
85 3566250 Vibrio natriegens Bacteria; 


ref|NR_026123.1| Vibrio diazotrophicus 
56 Vibrio diazotrophicus Bacteria; 


ref|NR_026089.1| Aeromonas bestiarum 
33 3613434 Aeromonas bestiarum Bacteria; 


ref|NR_026075.1| Anaerobiospirillum 
e 3633011 3634478 Anaerobiospirillum 
Aeromonadales; Succinivibrionaceae; 


ref|NR_026056.1| Glaciecola pallidula 
90 Glaciecola pallidula Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


673080 Bacteria_16S 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequenc 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alt 


673080 Bacteria_16S 


strain EN 101 16S ribosomal RNA, partial sequence 3669690 36711 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


673080 Bacteria_16S 


wasabiae strain SR91 16S ribosomal RNA, partial sequence 36711 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


673080 Bacteria_16S 


betavasculorum strain ATCC 43762 16S ribosomal RNA, partial seque 
betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Ent 


Pectobacterium. 
673080 Bacteria_16S 3749280 3749237 65 108 gi|219846401 
strain A089 16S ribosomal RNA, partial sequence 3748871 37503 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


673080 Bacteria_16S 


allosaccharophila strain CECT 4199 16S ribosomal RNA, partial seq 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; 


Aeromonas. 
673080 Bacteria_16S 


strain 62 16S ribosomal RNA, partial sequence 3836584 38380 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


673080 Bacteria_16S 


cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; R 


673080 Bacteria_16S 


strain DSS12 16S ribosomal RNA, partial sequence 3950287 39517 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


673080 Bacteria_16S 


capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 


3662457 3662414 65 108 gi| 219846463 


3670082 3670039 65 108 gi| 219846457 


3671589 3671546 65 108 gi| 219846456 


3673098 3673055 65 108 gi| 219846455 


3812762 3812719 65 108 gi| 219846354 


3836987 3836944 65 108 gi| 219846337 


3852139 3852088 68 119 gi| 219846327 


3950722 3950679 65 108 gi|219846258 


ref|NR_026055.1| Colwellia 

e 3662041 3663526 Colwellia 
eromonadales; Colwelliaceae; Colwellia. 
ref|NR_026048.1| Brenneria nigrifluens 
45 Brenneria nigrifluens Bacteria; 
teriaceae; Brenneria. 

ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026046.1| Pectobacterium 

nce 3672704 3674161 Pectobacterium 
erobacteriales; Enterobacteriaceae; 


ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 
ibrio. 
ref|NR_025945.1] Aeromonas 

uence 3812327 3813828 Aeromonas 
Aeromonadales; Aeromonadaceae; 


ref|NR_025927.1| Halomonas pacifica 
63 Halomonas pacifica Bacteria; 
aceae; Halomonas. 
ref|NR_025917.1| Acetivibrio 

3851732 3853195 Acetivibrio 
uminococcaceae; Acetivibrio. 
ref|NR_025848.1| Shewanella violacea 
92 Shewanella violacea Bacteria; 
eae; Shewanella. 


3965726 3965679 68 115 gi| 219846248 


ref |NR_025838.1| Novosphingobium 
3965346 3966788 Novosphingobium 


capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 


Novosphingobium. 
673080 Bacteria_16S 


strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 39841 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 


673080 Bacteria_16S 


3983148 3983105 65 108 gi| 219846236 


ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 


4005474 4005431 65 108 gi| 219846221 


chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 


ref|NR_025811.1| Salinimonas 
4005071 4006477 Salinimonas 


chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Salinimonas. 
673080 Bacteria_ 


strain 848 16S ri 
G 


Proteobacteria; 
673080 Bacteria_ 


strain R22 16S ri 
G 


Proteobacteria; 
673080 Bacteria_ 


strain SW-120 16S 
G 
673080 Bacteria_16S 
strain SW-117 16S 
G 
673080 Bacteria_16S 
strain TF-22T 16S 
G 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 
Pseudoalteromonas 


673080 Bacteria_16S 
halophilus strain 
halophilus Bacter 


Aestuariibacter. 


673080 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


673080 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; 


translucida strai 
translucida Bacte 
Pseudoalteromonas 


673080 Bacteria_16S 


paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas 


673080 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


673080 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


673080 Bacteria_16S 


camporealensis st 
camporealensis Ba 
Corynebacteriacea 


673080 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


673080 Bacteria_16S 


strain DSB MGU 15 
Actinobacteria; A 


673080 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


673080 Bacteria_16S 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


673080 Bacteria_16S 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


673080 Bacteria_16S 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


G 
673080 Bacteria_16S 


m strain Medalle X 16S ribosomal RNA, 
m Bacteria; Actinobacteria; Actinobact 


bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
16S 4028174 4028131 65 108 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
4029723 4029680 65 108 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
4044897 4044854 65 108 

ribosomal RNA, partial sequence 


I 
gi 


gi 


s 
gi 


4052360 4052317 65 108 gi 
acteria; Gammaproteobacteria; Alteromo 
4128015 4127972 65 
JC2043 
ia; Pro 


108 gi 


teobacteria; Gammaproteobacteri 


4129504 4129461 65 
JC2042 
ia; Pro 


108 gi 
16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 


4178797 4178754 65 108 gi 
ammaproteobacteria; Alteromonadales; S 
4213627 4213584 65 108 gi 
n KMM 520 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
4215181 4215138 65 108 gi 
ain KMM 3548 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 
4234861 4234818 65 108 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
56479 56429 65 115 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
68593 68551 74 116 gi 
rain CRS-51 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
e; Corynebacterium. 
213460 213414 
osomal RNA, partial 
ammaproteobacteria; Oceanospirillales; 
348836 348798 53 91 gi 
-6 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
542810 542756 65 119 gi 
osomal RNA, partial sequence 
Deferribacterales; 


gi 


62 
sequence 


108 gi 


Deferribacteraceae; 
573309 573267 74 116 gi 


e; Corynebacterium. 


673080 Bacteria_16S 


s 


4044490 40 
ammaproteobacteria; Alteromonadales; Alt 
673080 Bacteria_16S 
aliena strain KMM 
Proteob 


3562 16S ribosomal RNA, partial seque 


16S ribosomal RNA, partial seq 


16S 4008491 4008448 65 108 gi|219846217|ref|NR_025807.1 
bosomal RNA, partial sequence 4008054 4009559 Aeromonas mol 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

16S 4010025 4009982 65 108 gi|219846216|ref|NR_025806.1 


4009610 40110 
omarinac 


di 
219846204 


4027757 40292 
wanellac 


he 
219846203 


4029306 40308 
wanellac 


he 
219846190 


eromo 


na 


219846131 
ue 
a; 


219846130 
uence 
a; 


219846094 


6S ribosomal RNA, partial sequence 4178357 41798 
wanellac 


he 
219846065 
equence 

ia; 


, 


219846064 
1 
er 


219846045 


4234473 42358 
Enterobac 


265679026 
nce 
ales; 
265679018 
sequence 
ae; 


265678920 


213019 21448 
Marinomon 


265678825 


265678690 


542382 54390 
Deferriba 


265678670 


partial se 
eridae; Ac 


579209 579167 74 116 gi|265678666|ref|NR_028971.1 
MIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
e; Corynebacterium. 
607874 607832 74 116 gi| 265678646 |ref|NR_028951.1 
IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
e; Corynebacterium. 
623075 623033 74 116 gi|265678636|ref|NR_028941.1 


459 
nad 


romonad 


Alteromonad 


Altero 


sequence 
ia; Alte 


56079 
Chro: 


Actino: 


34841 
ococcineae; 


Idiomarina 
NR_025794.1 


eae; 
ref 


Shewanella 
NR_025793.1 


eae; 
ref 


Shewanella 
NR_025780.1 


eae; 
ref 


acea 
ref 


e; 
NR_025775.1 


seud 


ref|NR_025721.1 
127615 412904 


ales; Alter 


rs 


ref|NR_025720.1 
129099 413053 


ales; Alter 


rs 


ref|NR_025684.1 
eae; Shewanella 
ref|NR_025655.1 

4213214 421471 
monadales; Pseu 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


ref|NR_025635.1 
teriaceae; Klebs 
ref |NR_029334.1 

57529 Thiocy 
matiaceae; Thioc 
ref |NR_029326.1 

68186 69586 
mycetales; Coryn 


ref |NR_029228.1 
as. 
ref |NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref|NR_028995.1 
0 Deferribacter 
cter. 
ref|NR_028975.1 
quence 572888 
tinomycetales; C 


28 4053458 Pseudo 
oalteromonad 


fo} 


[o} 


d 


Aeromonas molluscorum 
luscorum Bacteria; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
Alteromon 


as. 
Pseudoalteromonas 
alteromonas aliena 
aceae; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 


monadaceae; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


udoalteromonadaceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 

Thiocystis gelatinosa 
stis gelatinosa 

ystis. 

Corynebacterium 
Corynebacterium 
ebacterineae; 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Deferribacter abyssi 
abyssi Bacteria; 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Corynebacterium 
Corynebacterium 
terineae; 


Corynebacterium 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 


CTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAA 
AGAGTCGCAAGACCGCGAGGTGGAGCTAATCTCATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCGG 
ATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTACGGGAGCC 
AGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGTAGCTTGCTACACCGATAAGAAATTGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTAAAGAGGGGGATAAC 
ACTTGGAAACAGGTGCTAATACCGCATATCTCTTAGAACCGCATGGTTCTGGGATGAAAGGTGGCGTAAGCTATCACTTTAGGATGGACCCGCGGCGTATTAGCT 
TGTTGGTGGGGTAATGGCCTACCAAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAG 
CAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAATGAAGAAGGCCTTCGGGTCGTAAAATTCTGTTGTTAGAGAAGAACATGCAG 
GAGAGTAACTGTTCTTGTATTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTAT 
TGGGCGTAAAGGGAACGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAATTGCATTGGAAACTGGAAGACTTGAGTGCAGAAGAGGAG 
AGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGG 
GTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCAATAAGTATT 
CCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATCTTTTGACCATCTGAGAGATCAGATTTTCCCTTCGGGGACAAAATGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTGTTGTCAGTTGCCAGCATTAAGTTGGGCACTCTGGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGT 
CAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTYGCTAACCCGCGAGGGTACGCTAATCTCTTAAAGCCGTTCTCA 
GTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGGGTAACCTTTTAGGAGCTAGCCGTCTAAGGTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNCTGGCGGCATGCCTAATACATGCAAGTCGAACGAGATCTTCGGATCTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGG 
GTTCGGAATAACGTCGGGAAACTGACGCTAATACCGGATGATGACGTAAGTCCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGGGG 
TAAAGGCCTACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
ATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGA 
ATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCGATTTAAGTCA 
GAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCTTTGAGACTGGATTGCTTGAATCCTGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGAT 
ATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACAGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGATAACTAGCTGCCGGGGCACATGGTGTTTCGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
GGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACGTTTGACATCCCTATCGCGGATCGTGGAGACA 
CTTTCCTTCAGTTCGGCTGGATAGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTT 
TAGTTGCCAGCATTTAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGTTGGGCTACA 
CACGTGCTACAATGGCGACTACAGTGGGCAGCGACCTCGCGAGGGGAAGCTAATCTCCAAAAGTCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAA 
GGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTCACTCGAAGGCG 
TTGAGCTAACCCGCAAGGGAGGCAGGCGACCACAGTGGGTTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGA 
TTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAATACTTCCACTCGCATGGGTG 
GGGGTTGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGA 
TGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGAT 
ACGGGCAGACTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCA 
TTACTGACGCTGAGGAGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCG 
TCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGG 
CTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCCGTAGAGATACGGCCCCCCTTGTGGTCGGGTGACAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAGCTGCGATA 
CCGCAAGGTGGAGCGAATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCCTTGTGGGGAGGGAGCTGTCG 
AAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTG 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTAATGGGAGCTTGCTCCCAGAGGT TAGCGGCGGACGGGTGAGTAACACG 
TGGGCAACCTGCCCTGTAGACTGGGATAACACCGAGAAATCGGTGCTAATACCGGATAACTTCCGAGGTCACCTGACCTTGGATTAAAAGATGGCTCCGGCTATC 
ACTACAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGATTTCGGTTCGT 
AAAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCRAATAGGGCGGYACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGTGGCAAGCGTYGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTG 
GAAACTGGGAGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGT 
CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGC 
CCTTAGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGT 
GGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACCCTAGAGATAGGGCTTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCC 
GGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGAGCAGCAAAACCGC 
GAGGTCGAGCCAATCTCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTTTGGGAGCTAGCCGCCTAAGGTGGG 
ACAGATGATTGGGGTGAAGTCGTAACAAGGTAACCAAGCCGAATTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTT 
GATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGANCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATACCT 
AGGAATCTGCCTGATAGTGGGGGATAACGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATG 
AGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTA 
AGTTGGGAGGAAGGGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGC 
AAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAG 
CTAGAGTATGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACTACCTGGACTGATACTGACA 
CTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGTCTTGAACTCTTAGTGGCGCA 
GCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCG 


aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


673080 Bacteria_16S 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Arcanobacterium. 


Actinomycetaceae; 
673080 Bacteria_16S 


strain CK74 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
673080 Bacteria_16S 
strain ThSch 12 1 
Proteobacteria; 
673080 Bacteria_16S 


sibirica strain Al2 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
673080 Bacteria_16S 


6611 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
673080 Bacteria_16S 
halophila strain 
Bacteria; 
673080 Bacteria_16S 


cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 


668629 668587 74 


683706 683660 70 


Clostridiales; 
703387 703337 65 


6S ribosomal RNA, partial sequence 702960 70436 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


727791 727741 65 


732298 732248 65 


Chromatiales; 
733721 733671 65 


4270 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


781802 781740 54 


Promicromonosporaceae; Xylanimonas. 


673080 Bacteria_16S 


strain PHL 16S ribosomal RNA, partial sequence 


Proteobacteria; 
673080 Bacteria_16S 


strain SB2B 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


Proteobacteria; 
673080 Bacteria_16S 


desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 
desulfuricans Bacteria; 


673080 Bacteria_16S 


strain D2-18 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
673080 Bacteria_16S 


sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


948392 948358 74 


1011303 1011261 66 


1058559 1058505 65 


Deferribacteres; 
1103583 1103542 74 


Clostridiales; 
1133863 1133821 74 


Corynebacteriaceae; Corynebacterium. 


673080 Bacteria_16S 


DSM 16069 16S ribosomal RNA, partial sequence 


Bacteria; 
673080 Bacteria_16S 
efficiens YS-314 


Corynebacterium. 
673080 Bacteria_16S 


bacteriovorus strain HD 100 16S ribosomal RNA, 
Proteobacteria; 


bacteriovorus HD1 
Bdellovibrio. 
673080 Bacteria_16S 


00 Bacteria; 


1174834 1174780 53 


Proteobacteria; Gammaproteobacteria; Kangiella 


1256295 1256253 74 


16S ribosomal RNA, partial sequence 1255896 12573 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1389564 1389518 70 


1500185 1500143 74 


Chromatiaceae; 


Clostridiales Family XIII. Incertae Sedis; 
116 gi| 253680767 |ref|NR_028015.1 
1133500 113488 


5 Lamprocystis 
Lamprocystis. 
ref |NR_028867.1 


115 265678563 


72737 


gi 
sequence 
Chromatiales; 
115 gi|265678560|ref 
731878 733268 Thiocapsa 
Thiocapsa. 

gi| 265678559 
73331 
Chromatiaceae; 
265678524 | ref |NR_028828.1 
sequence 781358 782875 
Actinomycetales; 


NR_028864.1 


115 ref |NR_028863.1 
Chromatiales; 


116 gi 


108 gi| 265678413 |ref 


947973 94948 


NR_028715.1 


Acidovorax. 
NR_028672.1 


108 gi| 265678370 
1010904 10123 
Shewanellaceae; Shewanella. 
gi|265678338|ref|NR_028640.1 
1058138 105957 
Deferribacterales; Deferribacteraceae; D 

116 gi|265678306|ref|NR_028608.1 
1103152 1104621 Mogibacterium 


ref 


119 


Corynebact 


107 gi| 228718578 


1174405 11758 


ref|NR_027574.1 


116 gi|219857144|ref|NR_024772.1 


Corynebacterineae; C 
116 gi| 228716586 |ref|NR_027553.1 
partial sequence 1389197 139049 


Deltaproteobacteria; Bdellovibriona 


rosea Bacteria; 


116 


gi 


219846622 


NR_026214.1 


116 gi|265678603|ref|NR_028908.1| Arcanobacterium 
Arcanobacterium 
Actinomycineae; 
116 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
683287 684723 Clostridium acidisoli Bacteria; 
Clostridiaceae; Clostridium. 
115 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 


purpurea Bacteria; 


Thiorhodospira 


0 728734 Thiorhodospira sibirica 
Ectothiorhodospiraceae; Thiorhodospira. 


Thiocapsa rosea strain 
Proteobacteria; 


Thiohalocapsa 


9 734742 Thiohalocapsa halophila 
Thiohalocapsa. 


Xylanimonas 
Xylanimonas 


Micrococcineae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Corynebacterium 
1 Corynebacterium 
erineae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 
Bdellovibrio 
0 Bdellovibrio 


les; Bdellovibrionaceae; 


Corynebacterium 


afermentans subsp. 


afermentans strain CIP 103499 16S ribosomal RNA, 
Corynebacterium afermentans subsp. 


afermentans Bacteria; Actinobacteria; 


complete sequence 


Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 

673080 Bacteria_16S 1705213 1705187 1 27 gi|219878404|ref|NR_025543.1 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 17061 

Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleo 
673080 Bacteria_16S 1855664 1855622 74 116 gi| 219878297 |ref|NR_025436.1 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 185659 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

673080 Bacteria_16S 1966667 1966617 65 115 gi|219878217|ref|NR_025356.1 
strain BM5 16S ribosomal RNA, partial sequence 1966261 19677 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 
673080 Bacteria_16S 2024638 2024588 65 115 gi| 219878179 |ref|NR_025318.1 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 
673080 Bacteria_16S 2061445 2061395 65 115 gi|219878149|ref|NR_025288.1 


roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 


1499786 1501111 
Actinobacteridae; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Corynebacterium 
9 Corynebacterium 
erineae; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Isochromatium buderi 
buderi Bacteria; 


Lamprocystis 


2061023 2062415 Lamprocystis 


673080 Bacteria_16S 


nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
673080 Bacteria_16S 


strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 25327 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


673080 Bacteria_16S 
strain CCUG 2113 


673080 Bacteria_16S 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial 
frigidicarnis Bacteria; 


673080 Bacteria_16S 
thomssenii strain DSM 


2469842 2469786 59 


2531665 2531625 75 


2544690 2544656 74 


2569193 2569147 70 


Firmicutes; 
2655072 2655030 74 


44276 16S ribosomal RNA, partial sequence 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 


673080 Bacteria_16S 


japonicum strain ATCC 19191 16S ribosomal RNA, partial 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; 


673080 Bacteria_16S 


strain BS 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
673080 Bacteria_16S 


confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 


confusum Bacteria; 


2931919 2931877 65 


2975902 2975856 70 


Clostridiales; 
3097089 3097047 74 


Corynebacteriaceae; Corynebacterium. 


673080 Bacteria_16S 


riegelii strain DMMZ 241 
Actin 


riegelii Bacteria; 
Corynebacteriaceae; 
673080 Bacteria_16S 
thiophila strain 
Bacteria; 
673080 Bacteria_16S 
strain CE2203 16S 


673080 Bacteria_16S 
singulare strain 


NZ27 16 
Proteobacteria; 


riboso 


3119615 3119573 74 


3160411 3160353 61 


3172465 3172415 65 


3178611 3178569 74 


IBS B52218 16S ribosomal RNA, 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Corynebacteriaceae; Corynebacterium. 


673080 Bacteria_16S 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; 


3207454 3207412 74 


Corynebacteriaceae; Corynebacterium. 


673080 Bacteria_16S 


lipophiloflavum strain DSM 44291 16S ribosomal 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; 


3213427 3213385 74 


Corynebacteriaceae; Corynebacterium. 


673080 Bacteria_16S 


imitans strain 2023 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
673080 Bacteria_16S 
marinum DSM 5261 


673080 Bacteria_16S 


matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; 


3214951 3214909 74 


3388144 3388094 65 


3430192 3430150 74 


Corynebacteriaceae; Corynebacterium. 


673080 Bacteria_16S 
amycolatum strain 


3431576 3431534 74 


Corynebacteriaceae; Corynebacterium. 


673080 Bacteria_16S 


xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
673080 Bacteria_16S 


pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 


pilosum Bacteria; 


3433025 3432983 74 


3434383 3434341 74 


Corynebacteriaceae; Corynebacterium. 


673080 Bacteria_16S 


3435813 3435771 74 


Clostridia; 


115 


115 


108 


16S ribosomal RNA, partial sequence 2544276 25457 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


116 


116 


107 


116 


Clostridiaceae; 


116 


Actinobacteria; Actinobacteridae; Actinomycetales; 


116 


5 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Actinomycetales; 
Corynebacterium. 


119 


S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


mal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Chromatiales; 


Clostridiales; 


Desulfuromonadales; 


219857403|ref 


gi 


219857356|ref 


gi 


219857347 |ref 


gi 


219857288 
sequence 


gi ref 


219857221|ref 


gi 


219856835 
sequence 


gi ref 
Oceanospiril 


gi| 219846939 |ref 


2469412 2470870 Thioa 
Ectothiorhodospiraceae; 


2654667 265613 


Actinomycetales; Corynebacterineae; 


2931509 293296 
Pseudospirillum. 


NR_024991.1 


NR_024944.1 


NR_024935.1 


Acidovorax. 


NR_024919.1 


NR_024849.1 


NR_024654.1 


lales; 
NR_026531.1 


Thioalkalivibrio 


lkalivibrio nitratis 


Thioalkalivibrio. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 
Cupriavidus. 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Clostridium 


2568768 2570248 Clostridium 
Clostridiaceae; Clostridium. 


Corynebacterium 
8 Corynebacterium 


Pseudospirillum 
7 Pseudospirillum 


Clostridium ultunense 


2975480 2976925 Clostridium ultunense Bacteria; 


Clostridium. 


gi|219846857|ref 


219846842 |ref 


gi 


w 


219846815 |ref 


gi 


De 


3096668 309807 
Corynebacterineae; 


119211 312059 
Corynebacterineae; 


3159980 3161460 Desulf 
sulfuromonadaceae; 


NR_026449.1 


NR_026434.1 


NR_026407.1 


Corynebacterium 
1 Corynebacterium 


Corynebacterium 
3 Corynebacterium 


Desulfuromonas 
uromonas thiophila 
Desulfuromonas. 
Thiorhodococcus minor 


Corynebacterium 


115 gi| 219846806 |ref|NR_026398.1 
3172065 3173514 Thiorhodococcus minor Bacteria; 
Chromatiaceae; Thiorhodococcus. 
116 gi| 219846802 |ref|NR_026394.1 
partial sequence 3178210 317953 


16S ribosomal RNA, partial sequence 3387742 33891 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


116 gi|219846783|ref|NR_026375.1| Corynebacterium 
9 Corynebacterium 
Actinomycetales; Corynebacterineae; 
116 gi|219846778|ref|NR_026370.1| Corynebacterium 
RNA, partial sequence 3213025 3214498 Corynebacterium 
Actinomycetales; Corynebacterineae; 
116 gi|219846777|ref|NR_026369.1| Corynebacterium 
sequence 3214549 3216020 Corynebacterium imitans 
Corynebacterineae; Corynebacteriaceae; 
115 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 
116 gi|219846624|ref|NR_026216.1| Corynebacterium 


116 


CIP 103452 16S ribosomal RNA, partial sequence 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; 


116 


116 


116 


Actinomycetal 


219846623 |ref 


gi 
Actinomycetale 


219846621 |ref 


gi 
Coryneba 


219846620|ref 


gi 


3429781 343112 


3431175 343257 


3433993 343537 
Actinobacteria; Actinobacteridae; Actinomycetales; 


; Corynebact 


es; Coryneba 
NR_026215.1 
s; Corynebac 
NR_026213.1 
cterineae; C 


NR_026212.1 


Corynebacter 


219846619|ref 


gi 


2 Corynebacterium 
erineae; 


4 Corynebacterium 
cterineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 
ineae; 


NR_026211.1 


Corynebacterium auris 


strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
673080 Bacteria_16S 
DSM 316 16S ribos 
Clostridia; Clost 
673080 Bacteria_16S 
strain DSM 286 16 
Firmicutes; Clost 
673080 Bacteria_16S 
strain 234/92 16S 


673080 Bacteria_16S 
strain Anox B 16S 
Proteobacteria; B 
673080 Bacteria_16S 
thermophilus stra 


thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; De 
673080 Bacteria_16S 4017515 4017461 53 107 gi|219846211|ref|NR_025801.1 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 40185 

Proteobacteria; Gammaproteobacteria; Kangiella. 

673080 Bacteria_16S 4206008 4205958 65 115 gi|219846071|ref|NR_025661.1 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 420703 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
Thioalkalivibrio. 

673080 Bacteria_16S 9324 9291 75 108 gi| 265679057 |ref|NR_029365.1 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudo 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 
Pseudoalteromonas. 

673080 Bacteria_16S 50317 50272 74 119 gi|265679030|ref|NR_029338.1 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
673080 Bacteria_16S 59487 59454 75 108 gi|265679024|ref|NR_029332.1 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
673080 Bacteria_16S 61035 61002 75 108 gi| 265679023 |ref|NR_029331.1 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
673080 Bacteria_16S 70060 70011 £70 119 gi| 265679017 |ref|NR_029325.1 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 

succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; S 
673080 Bacteria_16S 90936 90887 70 119 gi|265679002|ref|NR_029310.1 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

673080 Bacteria_16S 106409 106360 70 119 gi| 265678991 |ref|NR_029299.1 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
673080 Bacteria_16S 167499 167454 52 97 gi| 265678951 |ref|NR_029259.1 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacter 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

673080 Bacteria_16S 173517 173472 52 97 gi| 265678947 |ref|NR_029255.1 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

673080 Bacteria_16S 321129 321080 70 119 gi| 265678846 |ref|NR_029151.1 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

673080 Bacteria_16S 330401 330360 74 115 gi|265678840|ref|NR_029145.1 
strain CC-1 16S ribosomal RNA, partial sequence 329993 33159 

Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

673080 Bacteria_16S 451074 451033 74 115 gi|265678753|ref|NR_029058.1 
strain Met-12 16S ribosomal RNA, partial sequence 450666 45216 

Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

673080 Bacteria_16S 510825 510776 70 119 gi|265678711|ref|NR_029016.1 


strain Tf 16S ribosomal RNA, partial sequence 
Geobacillus. 


Firmicutes; Bacil 
673080 Bacteria_16S 


ridia; 


lales; 


3531466 3531420 70 


omal RNA, partial sequence 


Clostridiales; 
3571257 3571215 74 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


3589521 3589491 68 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


3677735 3677681 65 


Bacillaceae; 
515280 515239 66 


116 gi 


3531057 3532455 Sarci 


ridiales; Clostridiaceae; Sarcina. 
3532913 3532867 70 116 gi 
S ribosomal RNA, partial sequence 35 


in BMA1 16S ribosomal RNA, partial seque 


marinisedimentorum strain DSM 15388 16S ribosomal RNA, 


marinisedimentorum Bacteria; 


673080 Bacteria_16S 
strain CR 16S rib 
Proteobacteria; E 
673080 Bacteria_16S 


strain SL24 16S ribosomal RNA, partial sequence 
Thermotogales; 


Thermotogae; 


Proteobacteria; 
536727 536686 74 


osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 


614076 614035 74 


Thermotogaceae; 


107 gi| 265678708 

partial se 
Gammaproteobacteria; 
115 gi| 265678694 


115 gi 


Petrotoga. 


510382 51190 


536318 53780 


219846555 


219846554 
32506 35339 


Clostridiaceae; Sarcina. 
116 gi|219846528|ref 
3570843 35723 
Bifidobacteriales; Turicella. 
98 gi|219846516|ref 
3589120 35906 
Ideonella. 
119 gi|219846452|ref 


nce 


tiliaceae; 


ref 


ref 


ref 

quen 
Rei 

ref 


Cam 


265678642 


na maxima B 


3677295 36788 


2 Caminibacter 


NR_026147.1 
acte 


NR_026146.1 


NR_026120.1 


NR_026108.1 


NR_026043.1 
4 


NR_029013.1 
ce 514864 
nekea. 
NR_028999.1 


inibacter. 


ref 


r 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Deferribacter 
5 Deferribacter 
ferribacter. 
Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 

Schwartzia 

Schwartzia 

chwartzia. 

Natroniella acetigena 


Natroniella acetigena Bacteria; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 

Vibrio mimicus strain 
ia; Proteobacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Bacillus 
Bacillus 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Reinekea 
516365 Reinekea 


Caminibacter profundus 


profundus Bacteria; 


NR_028947.1 


Petrotoga olearia 


613678 615152 Petrotoga olearia Bacteria; 


673080 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


673080 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


673080 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


673080 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


673080 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


673080 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


673080 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


673080 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


673080 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


673080 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


673080 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


673080 Bacteria_16S 


16S ribosomal RNA 


Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

673080 Bacteria_16S 1292330 1292281 59 108 gi|228716433|ref|NR_027551.1 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 129190 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonada 
Marinobacter. 

673080 Bacteria_16S 1311949 1311916 75 108 gi|228721465|ref|NR_027606.1 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 131304 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 
Xanthomonas. 

673080 Bacteria_16S 1385049 1385006 65 108 gi|228716834|ref|NR_027556.1 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 138613 
denitrificans 0OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadale 
Shewanella. 

673080 Bacteria_16S 1393967 1393923 70 115 gi| 228715897 |ref|NR_027542.1 


strain TMO 16S ri 
Thermotogae; Ther 


673080 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


673080 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


673080 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


bosomal RNA, partial sequence 


eltaproteobacteria; Myxococcales; Nann 
673080 Bacteria_16S 


eria; 


acteria; Gammaproteobacteria; Pasteure 
673080 Bacteria_16S 


etaproteobacteria; Burkholderiales; Bu 


ia; 


827661 827612 70 119 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
829237 829188 70 119 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
850303 850262 73 114 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
867152 867119 75 108 gi 


e 


e 


ammaproteobacteria; Xanthomonadales; X 
901981 901932 59 108 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


a 


q 
e. 


925238 925189 70 119 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
929779 929738 67 108 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
942140 942099 74 115 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
951512 951471 74 115 gi 
bosomal RNA, partial sequence 


gi 


h 


m. 


u 
ak 


n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1265307 1265258 70 
, partial sequence 


119 gi 


motogales; Thermotogaceae; Thermotoga. 
1404463 1404402 54 115 gi|219857153|ref|NR_024781.1 
ribosomal RNA, partial sequence 1404010 14055 


1428845 1428812 75 108 gi 
in USAM 3C 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacte 


1442738 1442705 75 108 gi 
16S ribosomal RNA, partial sequence 


1472810 1472773 78 
1 RNA, partial sequence 


115 gi 


1510698 1510649 70 119 
GIFU 12707 16S ribosomal RNA, complet 
Firmicutes; Lactobacillales; Aeroc 


gi 
e 


673080 Bacteria_16S 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 


1561956 1561908 70 119 gi 


265678494 
265678493 
265678479 


849874 85135 


265678467 
16S ribosomal RNA, partial sequence 866725 86827 


265678443 


265678428 
924822 92631 


265678425 
929371 93083 


265678417 


265678411 
951100 95259 


etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
954623 954582 74 115 gi|265678409|ref|NR_028711.1 

6S ribosomal RNA, partial sequence 954207 955697 Giesbergeria 

etaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria 
1026525 1026477 70 119 gi|265678360|ref|NR_028662.1 


219846539 
1264886 1266379 Clostridium grantii Bacteria; 


1393543 13950 


ocystineae 
224581439 
sequence 
ria; 
224581426 
llales; 
224581402 


1472412 1473865 Burkh 
rkholderia 


219846273 


occaceae; 
219846143 


ref |NR_028797.1 
9 828732 Seleno 
as. 
ref |NR_028796.1 
3 830273 Seleno 
as. 
ref |NR_028782. 
8 Heliorestis 
stis. 
ref |NR_028770. 
6 Xanthomonas 
aceae; Xanthomon 
ref|NR_028745.1 
901557 903021 
matiales; Ectoth 


82720 
Selenomon 


82878 
Selenomon 
1 
; Heliore 


a 
nthomonad 


uence 
ria; Chro 


ref |NR_028730.1 


Desulfobacter 


ref 


aceae; Desul 
NR_028727.1 
odobacteraceae; Ruegeria. 
ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028713.1 


94171 
amonadace 


1026088 10275 
phobacterales; 


9 
s 


ence 
a; Syntro 


ref|NR_026131.1 


; Haliangiaceae; 
ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


Xanth 


ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; 
ref|NR_024882.1 
olderia ambifari 
ceae; Burkholder 


v 


14423 
Pa 


ref|NR_025863.1 
1510256 151166 
Abiotrophia. 


sequence 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Heliorestis baculata 


baculata Bacteria; 


Xanthomonas cynarae 


cynarae Bacteria; 


as. 
Thioalkalivibrio 
Thioalkalivibrio 

iorhodospiraceae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Ruegeria pomeroyi 


3  Ruegeria pomeroyi Bacteria; 


Comamonas terrigena 
nas terrigena Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Giesbergeria sinuosa 


sinuosa Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Clostridium grantii Al 
Firmicutes; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Shewanella 
1 Shewanella 


s; Shewanellaceae; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Lysobacter 
1 Lysobacter 


homonadaceae; 


Actinobacillus scotiae 


bacillus scotiae 
Actinobacillus. 


Burkholderia ambifaria 


a AMMD Bacteria; 


ia; Burkholderia cepacia 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


ref|NR_025733.1 
1561538 156291 


kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


Anoxybacillus 
3 Anoxybacillus 


673080 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


673080 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


673080 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


673080 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


673080 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


673080 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


673080 Bacteria_16S 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


673080 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


Pseudoxanthomonas. 
673080 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


673080 Bacteria_16S 


denitrificans str 
denitrificans Bac 


673080 Bacteria_16S 


strain ATCC49733 


Proteobacteria; G 


673080 Bacteria_16S 


Ssapomandens strai 
Sapomandens Bacte 


673080 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


673080 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


673080 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


673080 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


673080 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


673080 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


673080 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


673080 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


673080 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


673080 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


1586147 1586098 70 
osomal RNA, partial sequence 


119 gi 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1911743 1911699 70 114 gi 
lales; Planococcaceae; Ureibacillus. 
1936195 1936154 74 115 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1980312 1980275 74 111 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

2184355 2184322 75 108 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


2307478 2307445 75 108 
bosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Al 
2352707 2352666 74 115 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2363470 2363437 75 108 gi 


gi 


ammaproteobacteria; Pasteurellales; Pa 
2428828 2428779 70 119 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2527103 2527055 70 119 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2546246 2546205 74 115 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
2599931 2599898 75 108 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2603039 2603006 75 108 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2604593 2604560 75 108 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2743651 2743610 74 115 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
2762905 2762860 52 97 


Pa 
gi 


Pa 
gi 


Co: 
gi 


acteria; Gammaproteobacteria; Enteroba 
2764421 2764376 52 97 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2765937 2765892 52 97 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2847609 2847568 74 115 gi 


etaproteobacteria; Burkholderiales; Co: 


673080 Bacteria_16S 


strain ATCC 33616 


2743252 27 


16S ribosomal RNA, partial sequence 2762542 27 


2763991 27 


219878487 


1585730 15872 


1812567 18140 


219878255 


16S ribosomal RNA, partial sequence 1911333 19128 


219878237 
equence 

ria; 
219878208 
al sequenc 
ba 


219857609 
quence 
La? 


, 


219857524 


2307079 23085 
caligenace 


219857492 

uence 

ria; 
219857485 


16S ribosomal RNA, partial sequence 2363042 23645 


steurellac 
219857438 
sequence 

ales; 
219857359 
nce 25266 
occaceae; 

219857346 
25458 
mamonadace 
219857268 
al sequenc 
ria; Paste 
219857266 


2602614 26041 


steurellac 
219857265 


2604168 26056 


steurellac 
219857158 
447 
mamonadace 
219857142 
639 
cteriales; 
219857141 
654 
Enterobac 
219857140 


2765507 27669 


Enterobac 
219856892 


16S ribosomal RNA, partial sequence 2847193 28487 


2856978 2856945 75 108 gi 
16S ribosomal RNA, partial sequence 


Burkh 


cteridae 


Xantho: 


Burkh 


Pept 


humi strain 
Firmicutes; 


Bacillus 
Bacteria; 


ref |NR_025626.1 
33 Bacillus humi 


laceae; Bacillus. 

1651604 1651555 70 119 gi| 219878441 |ref|NR_025580.1] Bacillus 
s strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1724975 1724934 74 115 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 
6S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

1812965 1812924 74 115 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


ref |NR_025394.1 
21 Ureibacillus 


Ureibacillus terrenus 
terrenus Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


ref |NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025347.1 
e 1979903 198138 
Actinomycetale 


v 


NR_025198.1 
183928 218546 
monadales; Xanth 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


ref 


is} 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Comamonas 
7 Comamonas 


ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025080.1 
2352316 235375 
olderiales; Comamonadaceae; Comamonas. 
ref|NR_025073.1| Haemophilus felis 
76 Haemophilus felis Bacteria; 
eae. 
ref |NR_025026.1 
2428395 242981 
ococcaceae; Desu 
ref|NR_024947.1| Desulfotomaculum 
73 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref|NR_024899.1 
e 2599506 260100 
urellales; Pasteurellaceae; Mannheimia. 
ref|NR_024897.1| Mannheimia varigena 
17 Mannheimia varigena Bacteria; 
eae; Mannheimia 
ref|NR_024896.1| Mannheimia glucosida 
71 Mannheimia glucosida Bacteria; 
eae; Mannheimia 
ref|NR_024786.1| Delftia tsuruhatensis 
07 Delftia tsuruhatensis Bacteria; 
ae; Delftia. 
ref|NR_024770.1 
40 Edwardsiella tarda ATCC 15947 
Enterobacteriaceae; Edwardsiella. 
ref|NR_024769.1| Edwardsiella ictaluri 
56 Edwardsiella ictaluri Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024768.1| Edwardsiella hoshinae 
72 Edwardsiella hoshinae Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 


Hylemonella gracilis 
nella gracilis Bacteria; 


Mannheimia 
9 Mannheimia 


Edwardsiella tarda 


mamonadaceae; Delftia. 
219856886 |ref|NR_024705.1| Pseudomonas cissicola 
2856557 2858059 Pseudomonas cissicola 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


673080 Bacteria_16S 
strain DSM 3050 1 
G 


Proteobacteria; 


Bacillales; 


strain ATCC 35538 
Bacteria; 


strain DSM 3670 1 
Firmicutes; Bacil 


673080 Bacteria_16S 
train 0554 16S ribosomal RNA, partial 
dextrinosolvens Bacteria; 


dextrinosolvens s 


Succinivibrio. 


673080 Bacteria_16S 
caribensis strain 
caribensis Bacter 
673080 Bacteria_16S 
kuznetsovii strain DSM 6 


kuznetsovii DSM 6 


673080 Bacteria_16S 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
673080 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; 


strain LMG 8678 1 
Proteobacteria; 


strain LMG 947 16 
Proteobacteria; 


strain LMG 673 16 
Proteobacteria; 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


673080 Bacteria_16S 


strain LMG 690 16 
Proteobacteria; G 


673080 Bacteria_16S 


strain LMG 733 16 
Proteobacteria; 


Firmicutes; 
673080 Bacteria_16S 


2863136 2863087 59 


2869328 2869279 70 


Firmicutes; 
2878797 2878748 70 


laceae; Bacillus. 
2915351 2915302 70 


Bacillales; 
3000289 3000240 70 


lales; Bacillaceae; 


3056484 3056451 75 
Proteobacteria; 
3077391 3077351 75 
3155796 3155747 70 


115 16S 


115 Bacteria; Firmicutes; 


3181543 3181510 75 


3183095 3183062 75 


3184647 3184614 75 


3186199 3186166 75 


3187751 3187718 75 
n LMG 9 
ria; Proteobacteria; 


3189303 3189270 75 


ammaproteobacteria; 
3190855 3190822 75 


108 


119 


119 


119 


16S ribosomal RNA, partial sequence 
Staphylococcus. 


119 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


108 


Gammaproteobacteria; Aeromonadales; 


115 


MWAP64 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 


ribosomal RNA, partial 


119 gi|219846818|ref|NR_026410.1 
sequence 3155325 315690 

Clostridia; Clostridiales; Peptococcac 
108 gi|219846800|ref|NR_026392.1 


Xanthomonadales; 


108 


6S ribosomal RNA, partial sequence 3182688 31841 
Gammaproteobacteria; 
673080 Bacteria_16S 


Xanthomonadales; 


108 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
673080 Bacteria_16S 


Xanthomonadales; 


108 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
673080 Bacteria_16S 


Xanthomonadales; 


108 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


108 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


108 


673080 Bacteria_16S 


strain LMG 847 16 
Proteobacteria; G 


673080 Bacteria_16S 


strain LMG 8670 1 
Proteobacteria; G 


673080 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; G 


strain LMG 5743 1 
Proteobacteria; G 


strain LMG 5047 1 
Proteobacteria; G 


strain LMG 708 16 
Proteobacteria; G 


strain LMG 538 16 
Proteobacteria; 


S ribos 


S ribos 


3192407 3192374 75 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


108 


omal RNA, partial sequence 


ammaproteobacteria; 
3193957 3193924 75 


ammaproteobacteria; 


3195509 3195476 75 


3289049 3289016 75 


3290574 3290541 75 


3292126 3292093 75 


3293678 3293645 75 


3295228 3295195 75 


Xanthomonadales; 


108 


6S ribosomal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


108 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
673080 Bacteria_16S 


108 


6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
673080 Bacteria_16S 


108 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
673080 Bacteria_16S 


108 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
673080 Bacteria_16S 


108 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 
673080 Bacteria_16S 


108 


gi| 219856882 


6S ribosomal RNA, partial sequence 2862729 28642 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
673080 Bacteria_16S 
weihenstephanensi 
weihenstephanensis Bacteria; 
673080 Bacteria_16S 
IFO15715 16S ribo 
Bacil 
673080 Bacteria_16S 


gi|219856878 


s strain DSM11821 16S ribosomal RNA, partial sequence 
Bacillales; 


Bacillaceae; 
gi| 219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 


gi| 219856846 


gi| 219846923 


219846884 
sequence 


gi 


gi|219846870 


3181138 31826 


gi|219846799 


gi|219846798 
3184240 31857 


gi| 219846797 
3185792 31872 


gi|219846796 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 
gi|219846792 
Xanthomonad 
gi|219846791 
3195102 31966 


gi|219846728 


gi|219846727 


gi|219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


gi|219846724 


29149 


Burkholderiales; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadales; 


ref |NR_024701.1 


ref |NR_024697.1 
286889 
Bacillus; 
ref|NR_024691.1 
lus 


ref |NR_024665.1 


ref|NR_026515.1 


ref |NR_026476.1 
3056079 305754 


ref|NR_026462.1 
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ref|NR_026391.1 


ref|NR_026390.1 
Xanthomon 
ref|NR_026389.1 
Xanthomon 
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Xanth 


ref 


Ww 


ref |NR_026387.1 


Xanthomon 
ref |NR_026386.1 


Bacil 


flexus Bacteria; 


Burkholderiaceae; 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
Pseudomonas. 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Bacillus flexus strain 
Firmicutes; 


Staphylococcus caprae 


14 2916405 Staphylococcus caprae 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Succinivibrio 
1 Succinivibrio 


Succinivibrionaceae; 


Burkholderia 
6 Burkholderia 
Burkholderia. 
Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas hortorum 


Xanthomonadaceae; 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 

ref|NR_026385.1] Xanthomonas 
01 Xanthomonas pisi Bacteria; 


pisi 


Xanthomonadaceae; 


Xanthomon 
ref|NR_026384.1 
aceae; Xanthomon 
ref |NR_026383.1 


aceae; Xanthomon 
ref|NR_026320.1 


aceae; Xanthomon 
ref|NR_026319.1 


aceae; Xanthomon 
ref |NR_026318.1 


aceae; Xanthomon 
ref |NR_026317.1 


aceae; 
ref |NR_026316.1 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
Xanthomonas. 


Xanthomonas 


3294823 329632 


2 Xanthomonas 


673080 Bacteria_16S 
in G3 100 16S ribosomal RNA, partial s 
Deltaproteobacte 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


673080 Bacteria_16S 
ain DSM 10703 16S ribosomal RNA, parti 
Clostridia; 


acetireducens str 
acetireducens Bac 


673080 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


673080 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


strain 172 16S ri 
Proteobacteria; D 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


673080 Bacteria_16S 


strain FR2 16S ri 


3313446 3313401 74 
eria; Proteobacteria; 
3482859 3482810 70 


teria; Firmicutes; 


3542256 3542207 70 


lales; Bacillaceae; 


3695780 3695747 75 


3761492 3761443 70 


3823501 3823468 75 
Bacteria; 


3962729 3962688 74 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

673080 Bacteria_16S 3971584 3971543 74 115 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
673080 Bacteria_16S 3999479 3999446 75 108 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

673080 Bacteria_16S 4019051 4019002 59 108 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

673080 Bacteria_16S 4094828 4094779 70 119 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

673080 Bacteria_16S 4102204 4102155 70 119 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

673080 Bacteria_16S 4195553 4195504 59 108 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
673080 Bacteria_16S 57970 57930 75 115 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

673080 Bacteria_16S 176510 176466 53 97 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

673080 Bacteria_16S 185652 185612 74 114 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

673080 Bacteria_16S 208778 208734 75 119 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

673080 Bacteria_16S 244138 244094 75 119 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

673080 Bacteria_16S 313729 313685 75 119 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

673080 Bacteria_16S 322723 322679 75 119 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

673080 Bacteria_16S 410967 410923 70 114 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

673080 Bacteria_16S 487807 487763 64 108 gi|265678726|ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

673080 Bacteria_16S 582271 582243 91 119 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
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ref 
61 1361925 Acidi 
ales; 


ref 
1371035 13725 
ae; 
ref 
mal 


ref 
42 1525238 Selen 
Sel 
ref 
77 1578067 Clostr 
eae; Clostridium. 
ref 
1741287 174278 
ales 


ref 
o xu 


ref 
81 1905405 Thioa 
mati 
ref 
10 Ignatzschineria larvae Bacteria; 
acea 
ref 
2040918 20424 
thomonadales; 


ref 


K 


’ 


B 


ineosporiace 
NR_027600.1 


NR_027526.1 


ipelotrichac 
NR_025125.1 


ococcaceae; 
NR_025037.1 
5 
Neochlamydi 
NR_025683.1 


o 


lasma. 
NR_027603.1 

f 
; Desulfitob 
NR_027584.1 
; Acidimicro 
NR_027571.1 
1 
Lentisphaer 
NR_026257.1 
RNA, complet 
acteria; Fir 


NR_025115.1 
fo} 
enomonas. 
NR_026102.1 


NR_025518.1 


; Succinivib 
NR_025478.1 
ii Bacteria 


, 


NR_025399.1 
1: 
aceae; Thioa 
NR_025382.1 


e; Ignatzsch 
NR_025306.1 
3 


Xa 


a. 


265678662|ref|NR_028967.1| Bacillus barbaricus 
584888 586308 Bacillus barbaricus Bacteria; 

265678654|ref|NR_028959.1| Thiobaca trueperi 
596871 598240 Thiobaca trueperi Bacteria; 

matiaceae; Thiobaca. 

265678625| ref |NR_028930.1| Stenotrophomonas 

ence 637982 639478 Stenotrophomonas rhizophila 

nadales; Xanthomonadaceae; Stenotrophomonas. 

265678520 |ref|NR_028824.1| Methylophaga alcalica 
787469 788962 Methylophaga alcalica Bacteria; 

cirickettsiaceae; Methylophaga. 

265678423|ref|NR_028725.1| Lactobacillus 

uence 932436 934005 Lactobacillus 

bacillaceae; Lactobacillus. 

265678298 |ref|NR_028599.1| Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Meiothermus silvanus 
DSM 9946 Bacteria; 


Catenibacterium 

bacterium mitsuokai DSM 

eae; Catenibacterium. 
Desulfitobacterium 

8 Desulfitobacterium 

Desulfitobacterium. 
Neochlamydia 

9 Neochlamydia 


Mesoplasma corruscae 


Desulfitobacterium 
itobacterium hafniense 
acterium. 
Acidimicrobium 


microbium ferrooxidans 


bineae; 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


Halanaerobium 
e sequence 
micutes; 


1496733 
Clostridia; 


Selenomonas sputigena 
monas sputigena 


Clostridium 
idium papyrosolvens DSM 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Vibrio xuii strain R- 
Proteobacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Ignatzschineria larvae 


ineria. 
Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


NR_025305.1 


Stenotrophomonas 


2042490 2044002 Stenotrophomonas 


nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Stenotrophomonas. 


673080 Bacteria_16S 2049176 2049124 67 119 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

673080 Bacteria_16S 2088914 2088882 75 107 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

673080 Bacteria_16S 2108697 2108646 68 119 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

673080 Bacteria_16S 2286380 2286340 75 115 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 
673080 Bacteria_16S 
strain L1 16S rib 
Tenericutes; Moll 
673080 Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 


Bacteria; Proteob 
673080 Bacteria_16S 
acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 
673080 Bacteria_16S 
strain YKJ-10 16S 
Firmicutes; Bacil 
673080 Bacteria_16S 
kellyi strain BII 
Bacteria; Proteob 
673080 Bacteria_16S 
acidaminophila st 
acidaminophila Ba 
673080 Bacteria_16S 
strain I 16S ribo 


673080 Bacteria_16S 
cateniformis stra 
cateniformis Bact 
Coprobacillus. 
673080 Bacteria_16S 
fermentans strain 
Bacteria; Firmicutes; 
673080 Bacteria_16S 
hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 
673080 Bacteria_16S 
strain ATCC 19374 
Bacteria; Proteob 
673080 Bacteria_16S 
phaeum strain PB 
Firmicutes; Clost 
673080 Bacteria_16S 
japonensis strain 


ria; 


ridia; 


acteria; 


cteria; 


train ARh 2 16S ribosomal RNA, partial 
Gammaproteoba 


Proteobacteria; 


2287847 2287803 70 114 


osomal RNA, partial sequence 
icutes; 


Entomoplasmatales; 


2318010 2317978 75 107 


2319602 2319570 75 107 


rain AMX 19 16S ribosomal RNA, partial 
Gammaproteobac 


Proteobacteria; 


2381608 2381564 75 119 


ribosomal RNA, partial sequence 
lales; 


Bacillaceae; Bacillus. 
2424464 2424424 75 115 


-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


2566188 2566136 67 119 


rain DSM 3853 16S ribosomal RNA, parti 
cteria; 


Firmicutes; Clostridia; 
2578436 2578400 54 90 


somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


2817221 2817177 70 114 


in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


2841485 2841441 70 114 


R-9 16S ribosomal RNA, partial sequen 
Clostridia; 


Halanaerobiale 
2850730 2850698 75 107 


n ATCC 19867 16S ribosomal RNA, partia 
Proteobacteria; 


Gammaprote 


2852299 2852267 75 107 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 


2883479 2883435 75 119 


16S ribosomal RNA, partial sequence 2883064 28845 


Thermoanaerobacterales; 
2923022 2922990 75 107 


12-3 16S ribosomal RNA, partial seque 


Entomoplasmat 


s 
ct 


equence 
eria; Ch 


gi|219857540 
2287434 22889 
aceae; 
219857517 
ence 23175 
nadales; X 
219857516 
sequence 
teria; Xan 


gi 


gi 


gi| 219857472 
2381197 23827 


219857442 
24240 
ales; Halo 
219857290 
al sequenc 
idiales; V 
219857282 


gi 


gi 
e 
Clostr 

gi 


occineae; 


oc : 


219856912 
1 sequence 
sipelotric 


gi 


219856896 
ce 28410 
naerobiace 
219856890 
1 sequence 
ia 


gi 


Hala 
gi 


Ss; 


obacteria; 


219856889 
28518 
nadales; X 
219856869 


gi 


gi 


naerobacte 
219856841 
nce 29226 
na 4 


Thermoa 
gi 


roma 


ref 
33 Mesoplasma florum Ll Bacteria; 
Mesop 
ref 
82 2319121 Pseudo 
anth 
ref 


thomonadales; 


ref 
01 Bacillus jeotgali Bacteria; 


ref 
42 2425535 Halot 
thio 
ref 


eill 
ref 
lomo 


ref 
hale 


ref 
63 2842500 Halan 
ae; 
ref 


Pseudomona 


ref 
86 2853382 Pseudomonas geniculata 
anth 
ref 
25 Thermacetogenium phaeum Bacteria; 
race 
ref 
17 2924080 Pseudo 
anth 


2285990 228738 
tiales; Ecto 


NR_025128.1 


lasma. 
NR_025105.1 


omonadaceae; 
NR_025104.1 
2319172 232071 
Xa 


NR_025060.1 


NR_025030.1 
h 
bacillaceae; 
NR_024921.1 
2565759 256728 
onellaceae; 
NR_024913.1 
nas persica 
1lulomonadac 
NR_024733.1 
2816799 281828 
s; Erysipelo 


Ce 


NR_024715.1 
a 
Halanaerobiu 
NR_024709.1 
2850317 285183 
dales; Pseud 


NR_024708.1 


omonadaceae. 
NR_024688.1 


ae; Thermace 
NR_024660.1 


3 Thioalkalivibrio 
thiorhodospiraceae; 


Mesoplasma florum 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Bacillus jeotgali 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Anaeromusa 

8 Anaeromusa 
Anaeromusa. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Coprobacillus 

3 Coprobacillus 
trichaceae; 


Halanaerobium 
erobium fermentans 
m. 

Pseudomonas 

5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 


Thermacetogenium 


togenium. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
673080 Bacteria_16S 2997182 2997138 75 119 gi| 219846925 
caldus strain KU 16S ribosomal RNA, partial sequence 2996783 29982 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidith 
673080 Bacteria_16S 3169425 3169385 70 110 gi| 219846808 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequenc 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococ 
673080 Bacteria_16S 3170941 3170901 70 110 gi 


219846807 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 31720 


dales; omonadaceae; 
ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026400.1| Deinococcus 

e 3169032 3170497 Deinococcus 

cales; Deinococcaceae; Deinococcus. 
ref|NR_026399.1| Deinococcus grandis 
14 Deinococcus grandis Bacteria; 


Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

673080 Bacteria_16S 3237808 3237764 75 119 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 

673080 Bacteria_16S 3374392 3374348 75 119 gi|219846667|ref|NR_026259.1| Orenia marismortui 


strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 


673080 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


673080 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


673080 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


673080 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


673080 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


673080 Bacteria_16S 


chlororespirans s 


chlororespirans B 
673080 Bacteria_16S 
strain GIH 16S ri 


Tenericutes; Moll 


673080 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


673080 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


673080 Bacteria_16S 


3375950 3375906 70 114 gi 


ubsp. senegalense strain DSM 7379 16S ri 


bosomal RNA, complete sequence 


ammaproteobacteria; Methylococcales; Met 


219846666 


3651286 36527 


ref 


bosomal RNA, 


hylococec 


76 Methylocaldum 
acea 


NR_026258.1 
partial se 


e; Methyloca 


q 


Halanaerobium 
uence 


senegalense Bacteria; Firmicutes; Clostridia; 

Halanaerobiaceae; Halanaerobium. 

3410879 3410835 75 119 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 

16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 

tes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

3594127 3594079 68 116 gi|219846512|ref|NR_026104.1| Clostridium 
ain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3648629 3648589 75 115 gi|219846472|ref|NR_026064.1| Methylocaldum 
n OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

3651709 3651669 75 115 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 


tepidum Bacteria; 
ldum. 


3375527 3377012 


bosomal RNA, partial sequence 


3686364 36878 


3685229 3685185 75 119 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
train Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

3686760 3686716 70 114 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


icutes; Mycoplasmataceae; Mycoplasma. 
3688277 3688233 70 114 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846445 
3687881 36893 


ref 


NR_026036.1 


3718266 3718226 75 115 gi|219846424|ref|NR_026015.1| Halothiobacillus 
DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
ia; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 

3774858 3774814 70 114 gi|219846380|ref|NR_025971.1| Mycoplasma 


Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 


putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

673080 Bacteria_16S 3784018 3783994 74 98 gi|219846374|ref|NR_025965.1| Mycoplasma 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycoplasma leonicaptivi 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

673080 Bacteria_16S 3815825 3815785 75 115 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

673080 Bacteria_16S 3841575 3841531 70 114 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

673080 Bacteria_16S 3887455 3887415 75 115 gi|219846304|ref|NR_025894.1| Vitreoscilla 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 
673080 Bacteria_16S 4163529 4163485 70 114 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

673080 Bacteria_16S 4174210 4174166 70 114 gi|219846097|ref|NR_025687.1| Mesoplasma 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
673080 Bacteria_16S 4180363 4180319 70 114 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

673080 Bacteria_16S 4207496 4207453 75 119 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

673080 Bacteria_16S 4221307 4221263 75 119 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

673080 Bacteria_16S 44224 44181 65 108 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

673080 Bacteria_16S 214974 214931 65 108 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

673080 Bacteria_16S 369585 369542 65 108 gi|265678808|ref|NR_029113.1]| Halomonas 


anticariensis strain FP35 16S ribosomal RNA, partial sequence 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


369170 370614 Halomonas 


GAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAA 
TCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGTTGCACCAGAAGTAGCTAGTCTAACCCTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTAGGGGAACTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTG 
GCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGGGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTTTGGGATAA 
GCCCGGGAAACTGGGTTTAATACCGGATACGACCGCCCCCGGCATCGGGTGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGG 
TGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACC 
TGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGCTC 
ACGTCTGCCGTGAAAGCCCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGCCGGCTAGAGGTAGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGC 
GCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCTGTAAACGTTGGGCGCTAGGTGTGGGACCCTTCCACGGGTTCCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGGAAACGCTCA 
GAGATGGGCGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCC 
ATGTTGCCAGCAGGCACTTTGGTTGTGCTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTC 
TTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCTAAGCCGTGAGGCGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTC 
GACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAA 
CACCCGAAGCCCGTGGCCCAACCCGCAAGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGT TNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCATTGTTCTTCACCGAGTGCTTGCACTCACCGAAG 
ACAATGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCAAAAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATTTGTCAAACCGCATG 
GTTTGATAATGAAAGACGGCGTAAGCTGTCACTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAAAGGCCCACCAAGGCAATGATACGTAGCCGAC 
CTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACG 
CCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAATGTAGGTAAGAGTAACTGTTTACCTAGTGACGGTATCTAACCAGAAAGCCAC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAACGCAGGCGGTTTTTTAAGTCTGATGTGAAA 
GCCTTCGGCTCAACCGAAGAAATGCATTGGAAACTGGATAACTTGAGTGCAGAAGAGGAGAGTGGAACACCATGTGTAGCGGTGAAATGCGTAGATATATGGTAG 
AACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGA 
TGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTTCTGACAAACCTAGAGATAGGCCGTTCCC 
TTCGGGGACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATTAGTTGCCAGCA 
TTTAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAA 
TGGACGGTACAACGAGTTGCGAGACCGCGAGGTTAAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAATCGC 
TAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGAGGTAACC 
TTTTAGGAGCCAGCCGTCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNTGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTTTCGGCCTTAGTGGCGGACGGGTGAGTAACGCGTA 
GGAATCTATCCGTGGGTGGGGGATAACTCTGGGAAACTNGNGCTNTAATACCGCATGACACCTGAGGGTCAAAGGCGCAAGTCGCCTGCGGAGGAGCCTGCGTTT 
GATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCGGCGGGGACGA 
TGATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGTG 
TAGGCGGTTTGTACAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTGAGACGTGCAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGT 
AGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTNGANGNCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTATTCAGTGTCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACG 
GCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGACTTGTATGGG 
TAGGCTGTATTCAGAGATGGATATTTCCCGCAAGGGACCTACCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCCTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGG 
CCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATGGCGACATCGTGCTGATCTCTAAAAGCCGTCTCAGTTCGGATTGCACT 
CTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGGGCGCANNCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACANNGGNACNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCACGAAGGTTTCGGCCTTAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCATGGGTGGGG 
GATAACACTGGGAAACTGGTGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTCGATTAGCTAGTTGGTGGGGTAAA 
GGCCTACCAAGGCGATGATCGATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAA 
GCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTTGACAGTCAGATG 
TGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTGAGACGTTAAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTG 
GGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTA 
AACGATGTGTGCTAGATGTTGGGTAACTTAGTTACTCAGTGTCGCAGTTAACGCGTTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGAATGTGGAGGCTGTAGGCAGAGATGTCTATT 
TCTTCGGACCTCCAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAGC 
ATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTA 
CAATGGCGGTGACAGTGGGAAGCTATGTGGTGACACAGTGCTGATCTCTAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAA 
CCGCAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACAC 
ATGCAAGTCGCACGAAGGTTTCGGCCTTAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCACGGGTGGGGGATAACTCCGGGAAACTGGAGCTAATACCG 
CATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTTGATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGATGATCAATAGCTGGT 
CTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATG 
CCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCGGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCG 
GTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGC 
ATTTAAGACGTATAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACC 
TGGCTCATGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTA 
GTTACTCAGTGTCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGTATGGGTAGGCTGTGTCCAGAGATGGGCATTTCCCGCAAGGGACCTACCGCACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGAGA 
CTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGATGACAATGGGAAGCTAG 
ATGGCGACATCGTGCTGATCTCAAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAAGCATGCC 
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rs 


lipolyticus Bacte 
Marinobacter. 

673080 Bacteria_16S 
strain SE-32A-C8 
Proteobacteria; G 
673080 Bacteria_16S 
strain 653 16S ri 
Firmicutes; Clost 
673080 Bacteria_16S 
strain Ifremer A3 
Proteobacteria; 
673080 Bacteria_16S 
strain Fowl 16S r 
Proteobacteria; G 
673080 Bacteria_16S 


ria; 


ridia; 
41212 


Proteobacteria; 


3490 3440 


26177 


65 115 


70 116 
75 97 


97 


97 


strain PB 1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; 
175002 174980 75 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
194811 194761 65 


673080 Bacteria_16S 


673080 Bacteria_16S 


capsulatus strain Texas 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; 
197810 197764 70 


673080 Bacteria_16S 
chartatabidum str 
chartatabidum Bacteria; 
673080 Bacteria_16S 

beijerinckii stra 
beijerinckii Bacteria; 
673080 Bacteria_16S 

strain IP 2227 16 


Firmicutes; 


210336 210290 70 
in McCoyA 67 16S ribosomal RNA, partia 


Firmicutes; 


211891 211845 70 
S ribosomal RNA, partial sequence 


97 


Gammaproteobacter 


16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 
26131 
bosomal RNA, partial sequence 
Clostridiales; 
41190 

65 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
169000 168978 75 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
171986 171964 75 


Clostridiaceae; 


ia; Alteromonadales; Alteromonadaceae; 
gi|265679061|ref|NR_029369.1| Legionella erythra 
4533 Legionella erythra Bacteria; 
ionellaceae; Legionella. 
gi|265679046|ref|NR_029354.1| Clostridium roseum 
25762 27159 Clostridium roseum Bacteria; 
Clostridium. 
gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
40774 42243 Vibrio pectenicida Bacteria; 
onaceae; Vibrio. 
gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
168553 169985 Vibrio metschnikovii Bacteria; 
Vibrionaceae; Vibrio. 
gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
171556 173003 Vibrio gazogenes Bacteria; 
Vibrionaceae; Vibrio. 
gi|265678946|ref|NR_029254.1| Vibrio aestuarianus 


ain 163 16S ribosomal RNA, partial sequence 


211461 21296 


7 Vibrio aestuarianus Bacteria; 


onaceae; Vibrio. 
115 gi| 265678933 |ref|NR_029241.1| Methylococcus 
ence 194385 195842 Methylococcus capsulatus 
Methylococcales; Methylococcaceae; Methylococcus. 
116 gi|265678931|ref|NR_029239.1| Clostridium 
197405 198934 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
116 gi| 265678922 |ref|NR_029230.1| Clostridium 
1 sequence 209908 211410 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
116 gi|265678921|ref|NR_029229.1| Clostridium baratii 


8 Clostridium baratii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

673080 Bacteria_16S 233168 233142 1 27 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

673080 Bacteria_16S 248689 248667 75 97 gi| 265678896 |ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 

673080 Bacteria_16S 328915 328869 70 116 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

673080 Bacteria_16S 351783 351757 1 27 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 


strain MB312 16S 


ribosomal RNA, partial sequence 


351363 35277 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


673080 Bacteria_16S 
asymbiotica subsp. 


Enterobacteriales; 
673080 Bacteria_16S 


400102 400080 75 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriaceae; 
516833 516811 75 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, 


97 


Photorhab 
97 


gi 


dus. 
gi 


biaceae; R 
265678788 


hodo. 
ref 
rtia 


bium. 
NR_029093.1 
1 sequence 


265678707 
comp 


0 Rhodobium orientis Bacteria; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029012.1 
lete sequence 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 
673080 Bacteria_16S 
luminescens subsp 
luminescens subsp 
Enterobacteriacea 


673080 Bacteria_16S 


strain CIP 105566 
Proteobacteria; 


valerianellae Bac 


673080 Bacteria_16S 
strain 3wCc2 16S r 
Clost 


Firmicutes; 


673080 Bacteria_16S 
strain M11 16S ri 
G 


Proteobacteria; 


673080 Bacteria_16S 


strain CE2105 16S 


673080 Bacteria_16S 
40M4T 16S ribosomal RNA, 
Gammaproteobacter 
673080 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; 
cloacae complex. 


673080 Bacteria_16S 


strain NA 1 16S r 


Proteobacteria; B 


673080 Bacteria_16S 


strain NCTC 10617 


Proteobacteria; B 


673080 Bacteria_16S 


G 
673080 Bacteria_16S 
valerianellae str 


G 


Enterobacteriaceae; Photorhabdus. 

518399 518377 75 97 gi|265678706|ref|NR_029011.1| Photorhabdus 
- kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

e; Photorhabdus. 
545868 545846 75 97 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

576281 576247 74 108 gi| 265678668 |ref|NR_028973.1| Acidovorax 
ain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

589770 589724 70 116 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
ibosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

627764 627742 75 97 gi|265678633|ref|NR_028938.1| Morganella morganii 
bosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

629318 629292 1 2d gi|265678631|ref|NR_028936.1| Roseospira marina 

ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 
644611 644589 75 97 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 
662538 662516 75 97 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 

680840 680818 75 97 gi|265678595|ref|NR_028900.1| Neisseria animalis 
ibosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

682245 682223 75 97 gi|265678594|ref|NR_028899.1| Neisseria lactamica 

16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

689871 689849 75 97 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 


strain DSM 30039 
Proteobacteria; 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


673080 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; 


strain B43 16S ri 
Proteobacteria; 


strain XINach 16S 
Proteobacteria; G 


673080 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


673080 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


673080 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


673080 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


673080 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


673080 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


673080 Bacteria_16S 


strain 256 16S ri 


G 
673080 Bacteria_16S 


G 
673080 Bacteria_16S 


G 
673080 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 
691423 691401 75 97 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; 


709109 709087 
16S ribosomal RNA, 
ammaproteobacteria; 
716862 716840 75 97 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
721505 721483 75 97 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723091 723069 75 97 gi 
laumondii strain TTO1 16S ribosomal 


75 97 gi 
partial sequence 


gi 


; Enterobacteriaceae; Photorhabdus. 


724674 724652 75 97 gi 
akhurstii strain FRGO4 16S ribosomal 


Enterobacteriaceae; Photorhabdus. 
758719 758697 75 97 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
760271 760249 75 97 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
769365 769343 75 97 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
818444 818422 75 97 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
819949 819927 75 97 gi 
bosomal RNA, partial sequence 


’ 


gi 


Neiss 
gi 


Neiss 
gi 


16S ribosomal RNA, partial sequence 689459 69096 


Gammaproteobacter 


Vibrionales; Vibri 


716437 71796 


721087 72261 


758305 75981 


759866 76120 


768965 770424 Vibri 


818049 81950 


Enterobac 
265678588 
sequence 

ia; Entero 


265678576 
70866 
onaceae; 


265678570 


Enterobac 
265678567 


Enterobac 


265678566 
RNA, parti 


265678565 
RNA, part 
265678540 


eriaceae; 
265678539 


eriaceae; 
265678533 


265678500 


Enterobac 


Aliiv 


teriaceae; Citro 
ref |NR_028893.1 
691014 692520 
bacteriales; Ent 


ref|NR_028881.1 
8 710188 Aliivi 
ibrio. 
ref|NR_028875.1 
8 Enterobacter 
teriaceae; Enter 
ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref |NR_028870.1 
al sequence 


ref 
ial 


NR_028869.1 
sequence 


ref|NR_028844.1 


iella. 
NR_028843.1 


Alys 
ref 


seria. 
NR_028837.1 
ber Bacteria 


Neis 
ref 
o ru 


ref|NR_028803.1 


teriaceae; Kluyv 


265678499 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Vibrio ruber strain 
Proteobacteria; 


’ 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


era. 


ref|NR_028802.1 


Kluyvera intermedia 


819558 821010 Kluyvera intermedia Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


673080 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


673080 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


673080 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


673080 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


673080 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


673080 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


673080 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


673080 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


673080 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


673080 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


673080 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


673080 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; G 


673080 Bacteria_16S 


strain MBIC3157 1 
Proteobacteria; G 


673080 Bacteria_16S 


strain A431 16S r 
Proteobacteria; G 


673080 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


673080 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


673080 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


673080 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


673080 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


673080 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


673080 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


673080 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


903482 903432 65 115 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
909662 909600 54 116 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
923675 923645 89 119 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
953063 953029 74 108 gi 
in CA 1 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Betaproteobacter 


986762 986740 75 97 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
988342 988320 75 97 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
989922 989900 75 97 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
991493 991471 75 97 gi 


ammaproteobacteria; Enterobacteriales; 
1003732 1003710 75 97 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1037207 1037173 74 108 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
1118731 1118709 75 97 gi 
bosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1268403 1268349 65 119 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


1289438 1289412 1 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; Cori 
1480559 1480525 74 108 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


27 gi 


1507587 1507565 75 97 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


1657740 1657718 75 97 


gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1666975 1666953 75 97 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671581 1671559 75 97 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1699011 1698989 75 97 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


673080 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


1706665 1706619 70 116 gi 
bosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


265678442 
e 90307 
lales; Leg 
265678438 
quence 

iales; Clo 
265678429 
nce 92324 
acterales; 
265678410 
uence 

ia; Burkho 


265678386 
98633 
cteriales; 

265678385 


987916 98944 


Enterobac 
265678384 


989496 99101 


Enterobac 
265678383 


6S ribosomal RNA, partial sequence 991068 99256 


Enterobac 
265678375 

10033 

Enterobac 
265678353 


1036784 10382 


mamonadace 
228716249 


1118333 11198 


acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
1135344 1135322 75 97 gi|253680766|ref|NR_028014.1 
bosomal RNA, partial sequence 1134932 11363 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
1153460 1153438 75 97 gi|253680754|ref|NR_028002.1 
6S ribosomal RNA, partial sequence 1153118 11545 
ammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
1257789 1257767 75 97 gi| 219856813 |ref|NR_024632.1 


1257400 12588 


onaceae; V 
219846421 
equence 


teria; Des 


219846501 


complete sequence 1289055 12904 


obacterine 
219878371 

quence 

bacteria; 


219846303 
mplete seq 


proteobact 


219878436 


somal RNA, partial sequence 1657325 1658829 Vibri 


219878430 

16665 
Enterobac 

219878427 


1671187 16725 


Enterobac 
219878408 


somal RNA, partial sequence 1698596 1700102 Vibri 


219878403 


Clostridiu 


ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028712.1 

952645 954156 
lderiales; Comam 


ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref |NR_028655.1 


Curvibacter 
NR_027549.1 


ae; 
ref 


ibrio. 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 


ref |NR_026093.1 
ae; Coriobacteri 
ref|NR_025510.1 

1480151 148165 
Burkholderiales; 
ref 
uenc 
eria 


NR_025893.1 
e 150715 
Neisserial 


, 


ref 
o fo 


NR_025575.1 
rtis Bacteri 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025547.1 
© pomeroyi Bacte 


Legionella gresilensis 
ella gresilensis 
ionella. 

Clostridium 

Clostridium 
stridium. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 

Simplicispira 

Simplicispira 
onadaceae; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Alicycliphilus 

2 Alicycliphilus 
Comamonadaceae; 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Vibrio fortis strain 
a; Proteobacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


ref|NR_025542.1 


mM. 


Clostridium diolis 


1706248 1707730 Clostridium diolis Bacteria; 


673080 Bacteria_16S 
saalensis strain 
Bacteria; Firmicutes; 
Sedimentibacter. 
673080 Bacteria_16S 
strain LMG 20362 
Proteobacteria; 

673080 Bacteria_16S 


R-3712 16S ribosomal RNA, partial sequence 


Gammaproteobacter 
673080 Bacteria_16S 


LMG 19999 16S ribosomal RNA, partial sequence 


Proteobacteria; 
673080 Bacteria_16S 
strain LMG 20546 
Proteobacteria; 

673080 Bacteria_16S 
strain LMG 20536 
Proteobacteria; 

673080 Bacteria_16S 
strain vc 5 16S r 


673080 Bacteria_16S 
strain SE3104 16S 


673080 Bacteria_16S 
strain DSM 5000 1 
Proteobacteria; 
673080 Bacteria_16S 
proteus strain 42 
Bacteria; Proteob 
673080 Bacteria_16S 
strain $3/2-161 1 
Proteobacteria; 
673080 Bacteria_16S 
strain $1/1-984 1 
Proteobacteria; 
673080 Bacteria_16S 
ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 

673080 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
673080 Bacteria_16S 
strain MCS 25 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
673080 Bacteria_16S 2018759 2018733 1 27 gi| 219878183 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 20197 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomon 
219878182 
equence 


673080 Bacteria_16S 
washingtonensis s 
washingtonensis B 
Maricaulis. 

673080 Bacteria_16S 
strain DSM 169 16 
Proteobacteria; 


673080 Bacteria_16S 2154067 2154041 1 27 gi| 219857632 
strain H-8 16S ribosomal RNA, partial sequence 2153652 21550 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
673080 Bacteria_16S 2187445 2187395 65 115 gi|219857607 
strain K9951 16S ribosomal RNA, partial sequence 2187032 21885 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 
673080 Bacteria_16S 2229803 2229781 75 97 gi| 219857579 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 

hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neiss 
673080 Bacteria_16S 2304380 2304346 74 108 gi| 219857526 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 23054 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
673080 Bacteria_16S 2334790 2334764 1 27 gi| 219857505 


strain DM12 16S ribosomal RNA, partial sequence 


ZF2 16S ribosomal RNA, partial sequenc 


Gammaproteobacteria; Vibrionales; Vibri 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
219878301 
1850849 18521 
Rhodospiri 
219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteobacteria; 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


1767477 1767431 70 116 gi 


e 


Clostridia; Clostridiales; Clostr 


1776445 1776423 75 97 gi 


on 


1791553 1791531 75 97 gi 


1793027 1793005 75 97 gi 


on 


1796067 1796045 75 97 gi 


on 


1797621 1797599 75 97 gi 


1845168 1845142 1 27 


gi 


1851265 1851239 1 27 


gi 


1988155 1988133 75 97 gi 


Gammaproteobacteria; Enterobacteriales; Enterobac 
2000495 2000473 75 97 gi| 219878195 
16S ribosomal RNA, partial sequence 20000 


acteria; Gammaproteobacteria; Enterobacteriales; 
219878192 


2005108 2005086 75 97 gi 


6S ribosomal RNA, partial sequence 2004699 20061 
Gammaproteobacteria; Enterobacteriales; Enterobac 
2006654 2006632 75 97 gi|219878191 
6S ribosomal RNA, partial sequence 2006247 20077 
Gammaproteobacteria; Enterobacteriales; Enterobac 
2008198 2008176 75 97 gi|219878190 

n DSM 9390 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Gammaproteobacteria; Entero 
2009757 2009735 75 97 gi| 219878189 
6S ribosomal RNA, partial sequence 2009346 20108 


Gammaproteobacteria; Enterobacteriales; Enterobac 
2017287 2017261 1 27 gi| 219878184 
ribosomal RNA, partial sequence 2016867 20182 


2020231 20202051 27 


gi 
s 


2029174 2029132 65 107 gi 


219878359 
idiales Fa 


219878352 
16S ribosomal RNA, partial sequence 1776030 17774 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
219878341 
1791138 1792572 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
219878340 
1792623 17941 
aceae; 
219878338 
16S ribosomal RNA, partial sequence 1795652 17971 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
219878337 
16S ribosomal RNA, partial sequence 1797206 17986 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
219878305 


1844748 18461 


219878176 
2028754 20301 


17670 


Vv 


Vv 


Vv 


ada 


Rh 


ref |NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 


ref |NR_025491.1 


ref 
o ch 


NR_025480.1 
agasii Bacte 
ref|NR_025479.1 


ibri 
ref 


oO. 

NR_025477.1 

ibri 
ref 


oO. 
NR_025476.1 
ibrio. 
ref |NR_025444.1 


ceae; Maricaulis 
ref |NR_025440.1 


llac 
ref 


eae; Roseosp 
NR_025342.1 


teri 
ref 


aceae; 
NR_025334.1 


Enterobacteriac 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 
2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref |NR_025323.1 


ceae; Maricaulis 
ref |NR_025322.1 


ceae; Maricaulis 
ref |NR_025321.1 

2019809 202123 
odobacterales; H 
ref|NR_025315.1 
Chromatium. 
ref|NR_025221.1 


race 
ref 


ae; Rubritep 
NR_025196.1 


e; Legionella. 
ref|NR_025167.1 

2229404 223086 
eriales; Neisser 
ref|NR_025114.1 


ae; Xenophilus. 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 
Vibrio. 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Legionella busanensis 


07 Legionella busanensis Bacteria; 


Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


ref|NR_025093.1 


Paracoccus methylutens 


2334350 2335705 Paracoccus methylutens Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


673080 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


strain 2074-AUS-E 
Proteobacteria; G 


beliardensis stra 
beliardensis Bact 


673080 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


strain CDC 0876-5 
Bacteria; Proteob 


strain CDC 2991-8 
Proteobacteria; G 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


673080 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


lanceolatus strai 
lanceolatus Bacte 


nitritogenes stra 
nitritogenes Bact 


673080 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; Clost 


673080 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


673080 Bacteria_16S 


2462155 2462133 75 


2501335 2501285 65 


2502840 2502790 65 


Proteobacteria; 
2620133 2620111 75 


eria; 


2635262 2635240 75 


2636826 2636804 75 


2749353 2749319 74 
teria; Proteobacteria; 


2782587 2782545 65 


2861585 2861551 74 


2886361 2886315 70 


Firmicutes; 
2887887 2887841 70 


eria; 


ridia; Clostridiales; 
2889409 2889363 70 
ridia; Clostridiales; 
2892413 2892391 75 


97 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 
673080 Bacteria_16S 


115 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legionellacea 
673080 Bacteria_16S 


115 


in Montbeliard Al 16S ribosomal RNA, partial seq 
Gammaproteobacteria; Legio 


97 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
673080 Bacteria_16S 


97 


8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 
673080 Bacteria_16S 


97 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
673080 Bacteria_16S 


108 


ain NA10B 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


107 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thiotrichacea 
673080 Bacteria_16S 
n ATCC 14669 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 
673080 Bacteria_16S 2 
in JCM 6485 16S ribosomal RNA, partial 
Clostridia; 


108 


116 


116 


6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


116 


6S ribosomal RNA, partial sequence 2888980 28904 
Eubacteriaceae; 


97 


strain S-1 16S ribosomal RNA, partial sequence 


Proteobacteria; G 
jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


673080 Bacteria_16S 


strain JCM1235 
Proteobacteria; 
673080 Bacteria_ 
strain JCM1237 16 
Proteobacteria; G 
673080 Bacteria_ 
strain JCM1234 16 
Proteobacteria; G 
673080 Bacteria 


16 
G 


Proteobacteria; 
cloacae complex. 


673080 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; 


strain LS-13 16S 
Proteobacteria; 


strain 441-1 16S 
Proteobacteria; 


strain BSB411 16S 
Proteobacteria; 


2933433 2933391 65 


2948619 2948597 75 


2950107 2950085 75 


2951608 2951586 75 


2953106 2953084 75 


2989603 2989553 65 


2991138 2991088 65 
ribosomal RNA, partial 


2992629 2992579 65 
ribosomal RNA, partial 


3013910 3013876 74 
ribosomal RNA, 


3036633 3036587 70 


ammaproteobacteria; Vibrionales; Vibrionaceae; 
673080 Bacteria_16S 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteria; 


107 


97 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 


97 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 


97 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 
strain JCM6051 16S ribosomal RNA, partial sequence 


97 


Gammaproteobacteria; Enterobacteriales; 


115 


6S ribosomal RNA, partial sequence 2989207 29906 
Gammaproteobacteria; Legionellales; Legionellaceae; 
673080 Bacteria_16S 


115 gi| 219846929 |ref|NR_026521.1 
sequence 2990709 29921 

Fluoribacter. 

115 gi|219846928|ref|NR_026520.1 
sequence 2992209 29936 


108 


complete sequence 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
673080 Bacteria_16S 


116 


Clostridiales; 


219857408 
24617 


gi 


219857381 
25009 


gi 


gi|219857380 


219857252 
26197 
Enterobac 
219857234 
26348 


gi 


gi 


219857233 

26364 
Enterobac 

219857154 


gi 


gi 
Burkh 


gi|219857128 
2782197 27836 


219856883 
sequence 
Burkhol 
19856865 
sequence 
Eub 
219856864 


gi 


gi 


gi 


gi| 219856863 


gi| 219856861 
2892009 28935 
Vv 
219856834 
sequence 


gi 


gi| 219856824 
2948221 29496 


gi| 219856823 
2949709 29511 


gi| 219856822 
2951208 29526 


gi| 219856821 


2952708 2954129 Enterobacter 
Enterobacteriaceae; 


gi| 219846930 


Gammaproteobacteria; Legionellales; Legionellaceae; 
673080 Bacteria_16S 


Gammaproteobacteria; Legionellales; Legionellaceae; 
673080 Bacteria_16S 


gi|219846914 
3013492 30150 


Eubacterium. 


Eubacterium. 


Alteromonadales; 


Enterobacteriaceae; 


Enterobacteriaceae; 


Enterobacteriaceae; 


ref|NR_024996.1 


Raoultella planticola 


40 2463175 Raoultella planticola 


Enterobacteriac 
ref|NR_024969.1 


eae; Raoultella. 
Legionella waltersii 


08 2502354 Legionella waltersii Bacteria; 


e; Legionella. 
ref|NR_024968.1 
uence 250240 


Legionella 
5 2503874 Legionella 


nellales; Legionellaceae; Legionella. 


ref|NR_024883.1 


Kluyvera georgiana 


36 2621149 Kluyvera georgiana Bacteria; 


teriaceae; 
ref |NR_024862.1 


Kluyvera. 


Citrobacter werkmanii 


42 2636362 Citrobacter werkmanii 
c 


Enterobacteria 


ref|NR_024861.1 


eae; Citrobacter. 
Citrobacter farmeri 


13 2637923 Citrobacter farmeri Bacteria; 


teriaceae; 
ref|NR_024782.1 

2748935 275045 
olderiales; Coma 


ref|NR_024756.1 


Citrobacter. 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


e; Thiothrix. 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref |NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024683.1 


Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Eubacterium 

8 Eubacterium 

acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


ref|NR_024682.1 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


ref|NR_024680.1 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


ibrio. 
ref |NR_024653.1 

2933018 293448 
Altero: 


ref|NR_024643.1 
58 Enterobacter 
Enter 
ref|NR_024642.1 
57 Enterobacter 
Enter 
ref|NR_024641.1 
57 Enterobacter 
Enter 
ref|NR_024640.1 
Enter 


ref |NR_026522.1 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Legionella. 


Fluoribacter gormanii 


58 Fluoribacter gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Legionella. 
ref|NR_026506.1 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Acidovorax. 


gi| 219846898 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


ref|NR_026490.1 
3036217 303768 


Clostridium 
6 Clostridium 


673080 Bacteria_16S 


strain ORS 992 16 


pedioforme strain 
pedioforme Bacter 


673080 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


673080 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


673080 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; G 


673080 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


673080 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


673080 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


673080 Bacteria_16S 


strain Milford 74 
Proteobacteria; G 


673080 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; G 


673080 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


673080 Bacteria_16S 


strain ATCC 35912 
Bacteria; Proteob 


673080 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


673080 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


673080 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


673080 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


673080 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


673080 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


673080 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


673080 Bacteria_16S 


strain S51-W 16S 


Proteobacteria; G 


673080 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


673080 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


673080 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


3075912 3075886 1 27 
S ribosomal RNA, partial sequence 


gi 


bi 
3149572 3149532 75 115 gi 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3227082 3227060 75 97 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3266345 3266295 65 115 gi 
ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3267763 3267713 65 115 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3270859 3270837 75 97 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3272397 3272375 75 97 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3549991 3549946 70 116 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3557738 3557716 75 97 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3560733 3560711 75 97 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3563739 3563717 75 97 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3568231 3568209 75 97 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3575805 3575755 65 115 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3592597 3592551 70 116 gi 


a; 


on 


io 


E 


E 


tr 


on 


on 


le 


io 


ridia; Clostridiales; Clostridiaceae; Cl 
3627213 3627191 75 97 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3657829 3657807 75 97 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3667060 3667038 75 97 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3668565 3668543 75 97 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3674593 3674571 75 97 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3796017 3795975 65 107 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
3817372 3817330 74 116 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3834027 3833989 70 108 gi 


le 


s 


ri 


fone 


E 


E 


ol 


ob 


Ruminococcu 
97 gi 


ridiales; Ruminococcaceae; 


3874998 3874976 75 


Ss. 


etaproteobacteria; Neisseriales; Neisser 


673080 Bacteria_16S 


strain N 155 16S 


3888994 3888972 75 97 gi 
ribosomal RNA, partial sequence 


la 


id 
219846537 


219846871 
3075492 30769 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
673080 Bacteria_16S 


aceae; 


uence 


aceae; 


les; 


32704 
nterobac 


219846739 


32719 
nterobac 


219846543 
al seque 
c 


iales; 


35572 
aceae; 


aceae; 


219846530 


35678 


s; Vibri 


219846525 
3575389 35768 


nellacea 


219846513 
6S ribosomal RNA, partial sequence 3592199 35936 


ostridiu 


219846487 


36267 


s; Neiss 


219846466 


equence 
a; Alter 


219846459 


36666 
eriales; 


219846458 
3668184 36696 


nterobac 


219846454 
3674212 36756 


nterobac 


219846366 
3795600 37970 


welliace 


219846351 


38169 
acterale 


219846339 
somal RNA, partial sequence 3833603 3835009 Rumin 


219846312 
6S ribosomal RNA, partial sequence 3874615 38761 


iaceae; 


219846302 
3888563 3890048 Neisseria flavescens Bacteria; 


R 
219846822 
eq 
Chromat 
219846769 
3226672 32281 
Vv 
219846743 
3265947 32672 
Leg 
219846742 
3267345 32688 
nellacea 
219846740 


Vv 
219846535 
3560299 35617 
Vv 
219846533 
3563299 3564734 Vibri 


ref|NR_026463.1 


hizobium/Agrobac 
ref|NR_026414.1 

3149167 315062 
iales; Chromati 
ref|NR_026361.1 


ibri 
ref 


oO. 
NR_026335.1 


ione 
ref 


llaceae; Le 
NR_026334.1 


e; Legionella. 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026135.1 
nce 354957 
lostridiaceae; C 
ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref|NR_026127.1 
ibri 
ref 
o ne 


oO. 
NR_026125.1 
reis Bacteri 


ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio 
ref|NR_026117.1 


e; L 
ref 


egionella. 
NR_026105.1 


m. 
ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026058.1 

3657404 365891 
omonadales; She 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026049.1 


teri 
ref 


aceae; Erwin 
NR_026045.1 


teri 
ref 


aceae; Panto 
NR_025957.1 


ae; Colwellia. 
ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref |NR_025929.1 
ococcus albus 7 
ref |NR_025902.1 
seria. 
NR_025892.1 


Neis 
ref 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


a 


wanellaceae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 
g 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Clostridium 
2 3551038 Clostridium 
lostridium. 

Vibrio tubiashii 

tubiashii Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio nereis strain 
a; Proteobacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 
Shewanella 
0 Shewanella 
Shewanella. 
Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Ruminococcus albus 
Bacteria; Firmicutes; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Neisseria flavescens 


673080 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


673080 Bacteria_16S 


lipolyticum strai 
Bacteria; Proteob 


673080 Bacteria_16S 


HDS1-1 16S riboso 
Gammaproteobacter 


673080 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


673080 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


673080 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; G 


673080 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


673080 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


673080 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


673080 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


673080 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


673080 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


673080 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


673080 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Pr 


Methylococcaceae; 


673080 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


673080 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


673080 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


673080 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


673080 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


673080 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


673080 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


673080 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


673080 Bacteria_16S 


in 1521 of Whittenbury 16S ribosomal R 


Methylobacter. 
196319 196270 66 115 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
307614 307573 74 115 gi 


gi 


etaproteobacteria; Burkholderiales; Co: 
312164 312115 70 119 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
452640 452611 90 119 gi 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
454238 454209 90 119 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 
541276 541227 70 119 gi 
CWl 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
548913 548884 90 119 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
650662 650633 90 119 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 


gi 


gi 


3890530 3890508 75 97 gi| 219846301 
3890099 3891585 Kinge 
a; Neisseriales; Neisseriaceae; Kingella. 

4002451 4002429 75 97 gi| 219846223 
n M37 16S ribosomal RNA, partial sequence 40020 
acteria; Gammaproteobacteria; Vibrionales; Vibri 

4046418 4046396 75 97 gi|219846189 
mal RNA, partial sequence 4045996 4047515 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 

4103643 4103621 75 97 gi| 219846150 
mal RNA, partial sequence 4103238 4104753 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 

4186406 4186384 75 97 gi| 219846085 
ribosomal RNA, partial sequence 4186000 41874 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 

4245357 4245335 75 97 gi| 219722938 

ribosomal RNA, partial sequence 4244934 42463 
ammaproteobacteria; Enterobacteriales; Enterobac 

21516 21487 90 119 gi| 265679049 
ibosomal RNA, partial sequence 21157 22626 
ridia; Clostridiales; Veillonellaceae; Propionis 

39616 39567 #70 119 gi| 265679037 

F-2 16S ribosomal RNA, complete sequence 39179 
tes; Bacillales; Staphylococcus. 

101857 101808 70 119 gi| 265678995 
strain L420-91 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Bacillales; Paenibacillace 

112453 112424 90 119 gi| 265678987 

ribosomal RNA, partial sequence 112043 11359 
eltaproteobacteria; Syntrophobacterales; Syntrop 

114051 114022 90 119 gi| 265678986 
ibosomal RNA, partial sequence 113641 11518 
eltaproteobacteria; Syntrophobacterales; Syntrop 

190278 190229 66 115 gi| 265678936 
bosomal RNA, partial sequence 189853 19130 
ammaproteobacteria; Methylococcales; Methylococc 

191788 191739 66 115 gi| 265678935 

JB103 16S ribosomal RNA, partial sequence 19135 
acteria; Gammaproteobacteria; Methylococcales; M 
193298 193249 66 115 gi| 265678934 


NA, partia 


oteobacteria; Gammaproteobacteria; 


265678932 


195893 19735 


ethylococc 
265678855 


S ribosomal RNA, complete sequence 307188 30872 


mamonadace 
265678852 

equence 

ylococcus. 
265678752 


452220 45376 


265678751 


453819 45536 


265678691 
ce 54086 


265678686 


548509 55004 


Sporomusa 
265678617 
tial seque 
rococcacea 
265678606 


664124 664083 75 116 gi 


ref 
lla 


NR_025891.1 
oralis Bacte 


Kingella oralis strain 
ria; Proteobacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Vibrio ezurae strain 
a; Proteobacteria; 


ref |NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025779.1 
Oo ezurae Bacteri 


ref 
Oo ga 


NR_025740.1 
llicus Bacte 


Vibrio gallicus strain 
ria; Proteobacteria; 


ref|NR_025675.1| Vibrio superstes 
86 Vibrio superstes Bacteria; 
ibrio. 
ref|NR_024570.1| Escherichia 
83 Escherichia coli Bacteria; 
teriaceae; Escherichia. 
ref|NR_029357.1| Propionispira arboris 
Propionispira arboris Bacteria; 
pira. 
ref |NR_029345.1 
40723 Staphy 


coli 


Staphylococcus 
lococcus condimenti 


Aneurinibacillus 
Aneurinibacillus 
llus group; 


ref|NR_029303.1 
ce 101441 102925 
ae; Aneurinibaci 


ref|NR_029295.1| Syntrophus gentianae 

0 Syntrophus gentianae Bacteria; 
haceae; Syntrophus. 

ref|NR_029294.1| Syntrophus buswellii 

9 Syntrophus buswellii Bacteria; 
haceae; Syntrophus. 

ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 


aceae; Methylomicrobium. 
ref|NR_029243.1] Methylomonas 

7 192822 Methylomonas aurantiaca 
ethylococcaceae; Methylomonas. 
ref|NR_029242.1] Methylobacter 

1 sequence 192873 194334 


Methylococcales; 


ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 

ref|NR_029161.1| Comamonas testosteroni 
3 Comamonas testosteroni Bacteria; 


ae; Comamonas. 

ref|NR_029158.1| Staphylococcus 
311738 313264 Staphylococcus 

ref|NR_029057.1| Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


ref |NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 


ref|NR_028996.1 
2 542331 Staphy 


Staphylococcus 
lococcus nepalensis 


odorimutans strain NorPut 16S ribosomal RNA, partial sequence 


odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


Anaerovorax. 


ref|NR_028991.1| Sporomusa aerivorans 
4 Sporomusa aerivorans Bacteria; 
ref|NR_028922.1] Aerococcus 
nce 650305 651625 Aerococcus 
e; Aerococcus. 
ref|NR_028911.1] Anaerovorax 

663698 665185 Anaerovorax 


Incertae Sedis; 


673080 Bacteria_16S 
strain 3-p 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
673080 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


673080 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


673080 Bacteria_16S 


montpellierensis 
montpellierensis 


673080 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


673080 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


673080 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


673080 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


673080 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


673080 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


673080 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


673080 Bacteria_16S 


stercorihominis D 
stercorihominis D 


673080 Bacteria_16S 


intestinalis DSM 
13280 Bacteria; A 
Collinsella. 


673080 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


673080 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


673080 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


673080 Bacteria_16S 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagul 
673080 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


673080 Bacteria_16S 


Cc 
Cc 


carnosus subsp. 
carnosus subsp. 


673080 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


673080 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


673080 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


742942 742902 67 108 
bosomal RNA, partial sequence 


gi 


761678 761649 90 119 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
764806 764777 90 119 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
766363 766314 70 119 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
797030 797001 90 119 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
922104 922075 90 119 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
957690 957641 70 119 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
996121 996092 90 119 gi 
ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1046473 1046424 70 119 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1139966 1139933 75 108 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


1164144 1164115 90 
osomal RNA, partial sequence 


119 gi 


acteria; Coriobacteridae; Coriobacteri 
1241366 1241325 74 115 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1318195 1318146 70 119 gi 
coagulans strain GA 211 16S ribosomal 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 
1478991 1478942 70 119 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 


673080 Bacteria_16S 


ans Bacteria; 


921679 92319 
Desulfoba 


265678406 


cillaceae; 
265678380 


995703 99724 


catella. 
265678347 
uence 
ceae; 
253680763 
quence 
ia; 


228720667 


1163739 11652 


tes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
1182367 1182338 90 119 gi|228717350|ref|NR_027562.1 
SM 17244 16S ribosomal RNA, partial sequence 1181973 118343 
SM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubact 
1203628 1203603 1 26 gi|228715356|ref|NR_027528.1 
13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collin 
ctinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterine 
1205135 12051101 26 gi| 228715355 |ref|NR_027527.1 
osomal RNA, partial sequence 1204671 1206128 Collinsella 
acteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Co 
1208181 1208156 1 26 gi|228715352|ref|NR_027524.1 
osomal RNA, partial sequence 1207714 12091 


ales; Cori 
219878120 
1 sequence 
genotherma 
228715349 
RNA, part 


1319737 1319688 70 119 gi| 228715347 |ref|NR_027519.1 
s strain MAW 8436 16S ribosomal RNA, partial sequence 131930 
ealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1321279 1321230 70 119 gi|228715346|ref|NR_027518.1 
arnosus strain 361 16S ribosomal RNA, partial sequence 132084 
arnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1335067 1335026 74 115 gi|228721489|ref|NR_027612.1 
ibosomal RNA, partial sequence 1334683 1336155 Petrotoga 
motogales; Thermotogaceae; Petrotoga. 

1433470 1433421 70 119 gi|224581433|ref|NR_027215.1 


1433051 14345 


219878381 


ete sequen 
ococcus. 


1530290 1530261 1 30 gi 


219857433 


oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 


ial sequen 


Cera 


Salini 


Firmicutes; 


8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref |NR_028682.1 


ref |NR_028649.1 
1046039 104752 
sibacillus. 
ref|NR_028011.1 
1139586 114102 
sphaerales; Sali 


ref|NR_027596.1 


265678551|ref|NR_028855.1| Rhodocista pekingensis 
742578 743950 Rhodocista pekingensis Bacteria; 

Rhodospirillaceae; Rhodocista. 

265678538|ref|NR_028842.1| Paenibacillus 

quence 761257 762788 Paenibacillus 

illaceae; Paenibacillus. 

265678536 |ref|NR_028840.1| Mitsuokella 

nce 764385 765927 Mitsuokella jalaludinii 

nellaceae; Mitsuokella. 

265678535 |ref|NR_028839.1| Veillonella 

artial sequence 765978 767386 Veillonella 

tridiales; Veillonellaceae; Veillonella. 

265678514|ref|NR_028817.1| Paenibacillus 

al sequence 796606 798156 Paenibacillus 

nibacillaceae; Paenibacillus. 

265678430 |ref|NR_028732.1| Desulfofrigus fragile 


fragile Bacteria; 

fofrigus. 
Geobacillus 
Geobacillus 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Salinisphaera 
5 Salinisphaera 


nisphaeraceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


obacterineae; Co 
ref|NR_025259.1 
1240965 124241 
ceae; Sulfurihyd 
ref|NR_027521.1 


ial sequence 


ref|NR_025520.1 
ce 1478573 148010 


Bacillales; 


riobacteriaceae; 


Sulfurihydrogenibium 

1 Sulfurihydrogenibium 
rogenibium. 
Staphylococcus 

1317758 1319249 
Staphylococcus. 
Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Petrotoga mobilis 


mobilis SJ95 Bacteria; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


ref |NR_025021.1 
1529847 153130 


Actinomadura 
8 Actinomadura 


GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGGGCGCAGCCGACCACG 
GTCGGGTCAGCGACTGGGGTGAAGTCGTACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCGATCATGGCTCAGGACGAACGC 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTTCGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCTGCACTCTGGGATA 
ACTTCGGGAAACCGGAGCTAATACCGGATAACATCCTCCTCCGCATGGTGGGGGGTTGAAAGTTCCGGCGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGG 
TGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTTCTACGGGAGGCAGCAGTGG 
GGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGT 
ACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCT 
GTCGCGTCGGATGTGAAAACTCGGGGCTTAACCCCGAGCCTGCATTCGATACGGGCAGGCTAGAGTTCGGCAGGGGAGACTGGAATTCCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCTTGG 
TAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCAACGTCGTCCGTGCCGCAGTTAACGCATTAAGTTCCCCGCTTGGGGAGTACGGCCGCAAGG 
CTAAAACTTAAAGGAATTGACGGGGGCCCGCACAAGAGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAC 
ATCTGGAGACAGGTGCCCCTCACGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTC 
GTTCTGTGTTGCCAGCATGCCTTCGGGGTGATGGGGACTTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTA 
TGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGTGTCTGCA 
ACTCGACCCCGTGAAGTCGGAGTCTCTAGTAATCGCAGATCAGCATCGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCG 
GTAACACCCGAAGCCGGTGGCCCAACTCGCAAGAGGGGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAAGGCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATATGACACACGATGGCATCGTCTGTGTGTGGA 
AAGTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTT 
CGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCG 
TTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCTGCCGTGAAAGCCCGTGGCTTAACTGCGGGTCTGCGGTGGATACGGGCAGGCTAGA 
GGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCGGTTCTGACGCTGAG 
GAGCGAGAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCTTCCACGTTTCCCGTGCCGTAGCTA 
ACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAA 
CGNNAAGAACCTTACCAAGGTTTGACATCACCCGGAAAGCTGCAGAGATGTGGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCAACGGNNNNNNTCGGTTGGGGACTCATGGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATGCCGTGAGGTGGAGCGA 
ATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCACTTGTGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGAT 
TGGGACGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACATGCAAGTCGAGCGATTCTCTTCGGAGAAGAGCGGCGGA 
CGGGTGAGTAACGCGTGGGTAACCTGCCCTGTACACACGGATAACATACCGAAAGGTATGCTAATACGGGATAATATATAAGAGTCGCATGACTTTTATATCAAA 
GATTTTTCGGTACAGGATGGACCCGCGTCTGATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCGACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACAT 
TGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTT 
CGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGT 
TATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTCAAGTCAGGAGTTAAAGGCTACGGCTCAACCGTAGTAAGCTCCTGATACTGTCTGACTTGAGT 
GCAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGC 
ACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTACTAGTTGTCGGAGGTTACCCCTTCGGTGCCGCAGCTAACGCA 
TTAAGTACTCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCTAGGCTTGACATCCTTCTGACCGAGGACTAATCTCCTCTTTCCCTCCGGGGACAGAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCATCATTAAGTTGGGCACTCTAGAGAGACTGCCAGGGATAACCTGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGCCTAGGGCTACACACGTGCTACAATGGGTGGTACAGAGGGCAGCCAAGCCGTGAGGTGGAGCAAATCCCTTAA 
AGCCATTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCAGATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGT 
ACACACCGCCCGTCACACCATGGGAGTTGGAGACACCCGAAGCCGACTATCTAACCTTTTGGGAGAAGTCGTCCCCCTCGAATCAATACCCCNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGTGC 
TTGCACCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAACCCCGAGAAATCGGAGCTAATACCGGATAGGACTTCGC 
ACCGCATGGTGTGGGGTGGAAAGTTTTTCGGTTTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCC 
TGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGAACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGC 
CGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGGGCTTCGGCTTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAAACCGAGGCTCAACCTC 
GCGCCTGCAGTGGGTACGGGCAGACTCGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGG 
CAGGTCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCCGGTAGTCCACGCCGTAAACGTTGGGCACTAGATGTGGG 
GCTCTTTCCACGGGTTCCGGGTCGTTAGTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGCCTCAGAAATGAGGAACTCTTTGGACACTCGTATAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTCTGTTGCCAGCACGTCATGGTGGGAACTC 
AGGGGAAACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGG 
GCTGCGATGTCGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGACT 
GTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAATGTGCGCTGGCACTCCTCCTANNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGATGTTAGTGCATGAACTTCGGGGGA 
TTATATTAACGGACAGCGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCCTTGACAGAGGGATAGCCATTGGAAACGATGATTAAAACCTCATAACACCGTAG 
AAGCACATGCTTCAACGGTCAAAGATTTATCGGTCAGGGATGGGCCTGCGTCTGATTAACTAGTTGGTGAGGTAACGGCTCACCAAGGTGACGATCAGTAGCCGA 
CCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTTCTACGGAAGGCAGCAGTAGGGAATCTTGCACAATGGCGAAAGCCTGATGCAGCAACG 
CCGCGTGAAGGATGAAGGCTTCGGGTTGTAAACTTCTGTTCTAAGGGAAGAAACAAATGACGGTACCTTAGGAGCAAGCCCCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAAGCGCAAGGTTTAATTTAGAGGCTCAACCTCTACTTG 
CCTTGCGAACTGGGCTACTTGAGTGCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTT 
CTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGCACTAGGTGTTGGGTCCGTT 
AGGCTCAGTGCCGCAGTTAACGCAATAAGTGCTCCGCCTGGGGAGTACGCTCGCAAGAGTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGACATG 
TGGTTTAATTCGAAGCAACGCGNNAGAACCTTACCAGGGCTTGACATCCTGCTGACAGGATCTTAACCGATCCCTTCTTCGGACAGCAGAGACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAGTTACTAACATTCAGTTGAGGACTCTAGCGAGACTGCCG 
AGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCTGGGCTACACACGTGCTACAATGGTCGGTACAATGAGAGGCAATACTGCG 
AAGTGGAGCGAATCACCAAAACCGATCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGA 
ATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGTGCCCGAAGTCGGCTAATTAATCTGTCGCCTAAGGCAAAACCAATGACTGGGG 


oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; Actinomadura. 


673080 Bacteria_16S 
maitriensis strain S1 16S ribosomal RNA, partial sequen 


Bacteria; Firmicu 


673080 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


673080 Bacteria_16S 
rifietoensis strain M8 16S ribosomal RNA, partial 


Bacteria; Firmicu 


673080 Bacteria_16S 
strain M577-94 16S ribosomal RNA, partial sequence 


Firmicutes; Lacto 


673080 Bacteria_16S 


1634947 1634918 90 119 


tes; Bacillales; Planococcaceae 
1685162 1685113 70 119 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1689692 1689663 90 119 
tes; Bacillales; Planococcaceae 
1843592 1843563 90 119 


bacillales; Carnobacteriaceae; 
1857065 1857036 90 119 


219878453 

ce 

Planococcus. 
gi|219878418 
1684753 16861 


gi 


v 


strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 18581 


Firmicutes; Lacto 


673080 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


673080 Bacteria_16S 


bacillales; Carnobacteriaceae; 
1880017 1879988 90 119 
FKBS1 16S ribosomal RNA, compl 
ia; Firmicutes; Clostridia; Clo 
1884754 1884725 90 119 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 


Firmicutes; Clost 


673080 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


673080 Bacteria_16S 
strain 534-30 16S ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Pla 
673080 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


673080 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


673080 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


673080 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


673080 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


673080 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


673080 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


673080 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


673080 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


673080 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


673080 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


673080 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


673080 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 


pasteuri Bacteria 


673080 Bacteria_16S 
strain ATCC 43959 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


ridia; Clostridiales; Veillonel 
1974048 1974019 90 119 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Mariniba 


2011310 2011273 73 110 


2038203 2038174 90 119 
16S ribosomal RNA, partial sequ 
lales; Bacillaceae; Virgibacill 
2050713 2050684 90 119 
6S ribosomal RNA, partial seque 
ridia; Clostridiales; Veillonel 
2070577 2070528 70 119 
ain XE 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; 
2114740 2114711 90 119 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococ 
2125397 2125368 90 119 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2266565 2266516 70 119 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus 
2315024 2314983 74 115 
16S ribosomal RNA, partial seq 
etaproteobacteria; Burkholderia 
2439421 2439380 66 107 
ain Z-0021 16S ribosomal RNA, c 
teria; Proteobacteria; Gammapro 


2451657 2451608 70 119 
in KCTC 9740 16S ribosomal RNA, 
eria; Firmicutes; Bacillales; T 
2507433 2507392 75 116 
CTT3 16S ribosomal RNA, partial 
tes; Clostridia; Clostridiales; 
2679132 2679083 70 119 
ain IS40-3 16S ribosomal RNA, p 
teria; Firmicutes; Bacillales; 
2793053 2793024 90 119 
in ATCC9650 16S ribosomal RNA, 
eria; Firmicutes; Clostridia; C 
2909178 2909129 70 119 


; Firmicutes; 


Bacillales; 
2912264 2912215 70 


Staph 
119 


tes; Bacillales; Staphylococcus 


gi|219878414|ref|NR_025553.1 
sequence 1689286 1690816 Planoc 
; Planococcus. 
gi|219878306|ref|NR_025445.1 
1843183 18446 
Isobaculum. 
gi| 219878296 |ref|NR_025435.1 
69 Trichococcus 
Trichococcus. 
gi| 219878279 |ref|NR_025418.1 
ete sequence 1879598 188113 
stridiales; Veillonellaceae; Prop 
gi|219878276|ref|NR_025415.1 
laceae; Sporomusa. 
gi|219878212|ref|NR_025351.1 
1973642 19751 
cillus. 
gi| 219878188 |ref|NR_025327.1 
2010901 2012404 Planctomyces 
nctomycetaceae; Planctomyc 
gi| 219878169 |ref|NR_025308.1 
ence 2037802 2039307 Virgibacillus 
us. 
gi|219878158|ref|NR_025297.1 


nce 2050314 20 
laceae; Anaero 
gi| 219878143 
ete sequence 
Paenibacillaceae; 
gi| 219857658 
2114343 21158 


518 


cus. 
gi|219857651 
2125001 21265 


gi| 219857555 

2266147 22676 
219857519 
23146 
mamonadace 
219857428 
sequence 
eria; Meth 


gi 
uence 
les; Co 

gi 
omplete 
teobact 


219857418 
1 sequence 
tinomyceta 
219857372 
ce 25070 
idiaceae; 
219857203 
sequence 
ceae; Lent 
219857121 
sequence 
iales; Clo 
219856850 
quence 

us. 
219856848 


gi 
partia 
hermoac 
gi 
sequen 
Clostr 
gi 
artial 
Bacilla 
gi 
partial 
lostrid 


gi 


ylococc 
gi 


16345 


sin 


Streptosp 


ref|NR_025592.1 
30 1635961 Planoc 


ref|NR_025557.1 


us. 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025247.1 


ref |NR_025240.1 


ref |NR_025143.1 


ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonell 
ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacte 
ref |NR_024831.1 
2678696 268021 
ibacillus. 
ref|NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref|NR_024669.1 

2908741 291023 


a. 


r. 


orangineae; 


Planococcus 
occus maitriensis 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Trichococcus palustris 


palustris Bacteria; 


Propionispora 
1 Propionispora 
ionispora. 

Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Planctomyces maris 


maris Bacteria; 


es. 
Virgibacillus proomii 
proomii Bacteria; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Thermobacillus 
8 Thermobacillus 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Seinonella 
3 Seinonella 


Thermohalobacter 
halobacter berrensis 


Lentibacillus 
9 Lentibacillus 


Clostridium 

8 Clostridium 
stridium. 
Staphylococcus 
4 Staphylococcus 


ref|NR_024667.1 


Staphylococcus kloosii 


2911827 2913320 Staphylococcus kloosii 


673080 Bacteria_16S 


delphini Bacteria 


673080 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


673080 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


673080 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


673080 Bacteria_16S 


617-93 16S riboso 


Bacillales; Bacil 


673080 Bacteria_16S 


strain 2045-94 16 


Firmicutes; Bacil 


673080 Bacteria_16S 


lipolytica strain 


Bacteria; Firmicu 


673080 Bacteria_16S 


strain DSM 5351 1 


Firmicutes; Bacil 


2913808 2913759 70 119 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
; Firmicutes; Bacillales; Staphylococcus. 

3066975 3066946 90 119 gi|219846877|ref|NR_026469.1| Gemella palaticanis 
16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3089533 3089504 90 119 gi|219846862|ref|NR_026454.1| Granulicatella 
ain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

3110429 3110380 70 119 gi|219846848|ref|NR_026440.1| Sporotomaculum 
strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 

3140450 3140421 90 119 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
mal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
lales Family XI. Incertae Sedis; Gemella. 

3142009 3141980 90 119 gi| 219846827 |ref|NR_026419.1| Gemella sanguinis 
S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3234653 3234616 70 107 gi|219846764|ref|NR_026356.1| Thermosyntropha 

JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 
tes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 

3302880 3302851 90 119 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
6S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
lales; Salinicoccus. 

3310519 3310498 79 100 gi|219846713|ref|NR_026305.1| Georgenia muralis 


673080 Bacteria_16S 


strain 1A-C 16S r 
Actinobacteria; A 


673080 Bacteria_16S 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


673080 Bacteria_16S 
6S ribosomal RNA, partial sequence 3524935 35264 


strain DSM 6011 1 
Firmicutes; Clost 


673080 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


673080 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


673080 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


673080 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


673080 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


673080 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


673080 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


673080 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


673080 Bacteria_16S 


campisalis strain 


Bacteria; Firmicu 


673080 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


673080 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


ibosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; Cl 
3526919 3526858 55 116 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 
3586428 3586379 66 115 gi 


ibosomal RNA, partial sequence 


et 
id 


3310081 33114 


ctinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
3496657 3496632 1 26 gi|219846578|ref|NR_026170.1 
DSM 20642 16S ribosomal RNA, partial sequence 3496207 349764 
teria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriob 
; Coriobacterium. 
3525314 3525289 91 116 gi| 219846559 |ref|NR_026151.1 


ostridiu 


219846558 


e sequen 
iales; C 


219846518 
3585997 35874 


673080 Bacteria_16S 


m. 
ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref|NR_026110.1 
56 Methylomonas 


97 Georgenia muralis Bacteria; 


; Georgenia. 
Coriobacterium 

1 Coriobacterium 

acterineae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 
8 Clostridium 
lostridium. 
Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Planococcus citreus 
occus citreus Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Paenibacillus 
2 Paenibacillus 


Marinibacillus 
bacillus campisalis 


Salinicoccus 
3 Salinicoccus 


Desulfotomaculum 


equence 4229850 4231400 


Lactobacillus 


ammaproteobacteria; Methylococcales; Methylococcaceae; Methylomo 

3610869 3610840 90 119 gi|219846498|ref|NR_026090.1 

16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 
lales; Planococcaceae; Planococcus. 

3794493 3794472 74 95 gi| 219846367 |ref|NR_025958.1 
ibosomal RNA, partial sequence 3794096 37955 
etaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

3844645 3844596 70 119 gi| 219846332 |ref|NR_025922.1 
ribosomal RNA, partial sequence 3844228 38456 
lales; Staphylococcus. 

3871853 3871824 90 119 gi|219846314|ref|NR_025904.1 
ribosomal RNA, partial sequence 3871442 38729 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3873440 3873411 90 119 gi|219846313|ref|NR_025903.1 

16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 
tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

4082748 4082719 90 119 gi|219846164|ref|NR_025754.1 
2301083 16S ribosomal RNA, partial sequence 4082348 408382 
a; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

4130984 4130955 90 119 gi|219846126|ref|NR_025716.1 

SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
tes; Bacillales; Planococcaceae; Marinibacillus. 

4224276 4224247 90 119 gi|219846055|ref|NR_025645.1 

DSM 5352 16S ribosomal RNA, partial sequence 4223876 422538 
ia; Firmicutes; Bacillales; Salinicoccus. 

4230346 4230298 70 119 gi|219846048|ref|NR_025638.1 
ubsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial s 

Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
ptococcaceae; Desulfotomaculum. 

29189 29165 90 114 gi|265679044|ref|NR_029352.1 

28769 30312 


amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


Lactobacillus 


673080 Bacteria_16S 51913 51889 90 114 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

673080 Bacteria_16S 92477 92433 75 119 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

673080 Bacteria_16S 94089 94065 90 114 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

673080 Bacteria_16S 97233 97189 75 119 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

673080 Bacteria_16S 164310 164286 90 114 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

673080 Bacteria_16S 179475 179435 75 115 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

673080 Bacteria_16S 188787 188727 56 116 gi|265678937|ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

673080 Bacteria_16S 216467 216447 73 93 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

673080 Bacteria_16S 287739 287719 74 94 gi|265678868|ref|NR_029174.1| Mycoplasma felis 
strain ATCC 23391 16S ribosomal RNA, partial sequence 287341 288773 Mycoplasma felis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

673080 Bacteria_16S 289246 289214 75 107 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

673080 Bacteria_16S 293929 293885 75 119 gi| 265678864 |ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

673080 Bacteria_16S 336746 336698 68 116 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

673080 Bacteria_16S 339871 339827 70 114 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

673080 Bacteria_16S 344319 344295 90 114 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

673080 Bacteria_16S 380148 380124 90 114 gi| 265678801 |ref|NR_029106.1| Lactobacillus 
delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


673080 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


673080 Bacteria_16S 


oligofermentans s 
oligofermentans B 


673080 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


673080 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


673080 Bacteria_16S 
p- torquens strain 30 16S ribosomal RN. 
Lactobacillus coryniformis subsp. torqu 


coryniformis subs 


Lactobacillaceae; 


673080 Bacteria_16S 
CCUG 47156 16S ribosomal RNA, 


devriesei strain 
devriesei Bacteri 


indicu 


414151 414127 90 

Kx127A2 16S ribosomal RNA, 
ia; Firmicutes; 
455801 455777 90 


114 


114 


acteria; Firmicutes; 


Lactobacillus. 
512352 512328 90 114 


a; Firmicutes; Lactobacillales; 


673080 Bacteria_16S 


513791 513767 90 114 


strain CS1 16S ribosomal RNA, partial sequence 


Firmicutes; 


Lactobacillales; 


Lactobacillaceae; 


s Bacteria; 


gi 


complete s 
Lactobacillales; 


Lacto 
gi 


train 2-4 16S ribosomal RNA, partial s 
Lactobacillales; 


474003 473979 90 114 gi 
rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; E 

497009 496985 90 114 gi 

M512/02/1 16S ribosomal RNA, partial 
ia; Firmicutes; Lactobacillales; Strep 

507847 507823 90 114 gi 


ens Bacteria; 


gi 


partial 


Strept 
gi 


265678710 
sequence 
ococcaceae 
265678709 


, 


Firmicutes; 


ref 


uo 


st 


ref 


11957 51339 


NR_029015.1 
5 
reptococcus. 
NR_029014.1 


Firmicutes; Lactobacillales; Lactobacillaceae; 
265678778 |ref|NR_029083.1| Lactobacillus 
equence 413724 415278 Lactobacillus 
bacillaceae; Lactobacillus. 

265678747 |ref|NR_029052.1| Streptococcus 
equence 455417 456926 Streptococcus 
Streptococcaceae; Streptococcus. 
265678735|ref|NR_029040.1| Enterococcus 
sequence 473588 475066 Enterococcus 
nterococcaceae; Enterococcus. 
265678720|ref|NR_029025.1| Streptococcus 
sequence 496622 498127 Streptococcus 
tococcaceae; Streptococcus. 
265678713|ref|NR_029018.1| Lactobacillus 
A, complete sequence 507410 508930 


Lactobacillales; 


Streptococcus 
Streptococcus 


Lactobacillus rossiae 


513446 514813 Lactobacillus rossiae Bacteria; 


Lactobacillus. 


673080 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
673080 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


673080 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


673080 Bacteria_16S 


silvestris strain 
silvestris Bacter 


673080 Bacteria_16S 


histaminiformans 
histaminiformans 


673080 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


673080 Bacteria_16S 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


strain PG14 16S r 
Tenericutes; Moll 


529138 529098 70 110 gi|265678699|ref|NR_029004.1| Deinococcus indicus 

ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

550524 550500 90 114 gi|265678685|ref|NR_028990.1| Lactobacillus 
ain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

688327 688283 75 119 gi|265678590|ref|NR_028895.1| Desulfobacterium 
in NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

730708 730684 90 114 gi| 265678561 |ref|NR_028865.1| Solibacillus 

HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
ia; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

735243 735199 75 119 gi| 265678558 |ref|NR_028862.1| Allisonella 
strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

775606 775582 90 114 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
ibosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

803285 803265 74 94 gi|265678510|ref|NR_028813.1| Mycoplasma canis 


802889 80433 


3 Mycoplasma canis Bacteria; 


673080 Bacteria_16S 830750 830726 90 114 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

673080 Bacteria_16S 832307 832283 90 114 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

673080 Bacteria_16S 883669 883641 1 29 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

673080 Bacteria_16S 897283 897259 90 114 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

673080 Bacteria_16S 915865 915841 90 114 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
673080 Bacteria_16S 926787 926743 75 119 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

673080 Bacteria_16S 962302 962278 90 114 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

673080 Bacteria_16S 1020404 1020380 90 114 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

673080 Bacteria_16S 1021957 1021933 90 114 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

673080 Bacteria_16S 1023528 1023504 90 114 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

673080 Bacteria_16S 1032594 1032570 90 114 gi|265678356|ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

673080 Bacteria_16S 1091598 1091574 90 114 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

673080 Bacteria_16S 1117268 1117244 90 114 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

673080 Bacteria_16S 1120283 1120247 83 119 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

673080 Bacteria_16S 1149060 1149016 75 119 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

673080 Bacteria_16S 1165692 1165668 90 114 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 


DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


673080 Bacteria_16S 
13501 16S ribosomal RNA, 
B 
673080 Bacteria_16S 
gallinaceus strai 
gallinaceus Bacte 
673080 Bacteria_16S 
radiopugnans ATCC 
D 
673080 Bacteria_16S 


Proteobacteria; 


19172 Bacteria; 


dysgalactiae subs 


Streptococcus dysgalactiae subsp. dysga 


Streptococcaceae; 


673080 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


673080 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


673080 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


673080 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


673080 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


673080 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


673080 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


673080 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


673080 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


673080 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


673080 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


673080 Bacteria_16S 


entericus strain 
entericus Bacteri 


673080 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


673080 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


673080 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


673080 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


673080 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


673080 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


673080 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


673080 Bacteria_16S 


einococcus-Thermus; Deinococci; Deinoc 
1322801 1322777 90 114 gi 
p- dysgalactiae strain ATCC 43078 16S 


Streptococcus. 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1410413 1410389 90 114 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1456347 1456315 75 107 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1471422 1471390 75 107 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1513547 1513523 90 114 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1525684 1525660 90 114 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Lactobacillaceae 
1587688 1587664 90 114 gi 


s 


v 


’ 


bacillales; Enterococcaceae; Enterococ 
1609208 1609184 90 114 gi 
m strain CECT 5772 16S ribosomal RNA, 

atorum Bacteria; Firmicutes; Lactobaci 
1660825 1660801 90 114 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1744775 1744751 90 114 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
1764486 1764462 90 114 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1837362 1837338 90 114 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1838925 1838901 90 114 gi 


pa 
Ad: 


s 
cc 


oc 


Oc 


s 
to. 


bacillales; Lactobacillaceae; Lactobacil 
1840488 1840464 90 114 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 


1897128 1897096 75 107 gi 


al 
ct 


etaproteobacteria; Burkholderiales; Al 
1898670 1898638 75 107 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1903035 1902999 83 119 gi 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
1917940 1917896 70 114 gi 


ca 


ne 
ca 


bacillales; Lactobacillaceae; Pediococcu 


occales; 
228715345 
ribosomal 
lactiae Bacteria; 


1327414 1327390 90 114 gi|219846129|ref|NR_025719.1 
train CCUG 34545 16S ribosomal RNA, partial sequence 132699 
osus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; La 

1392436 1392412 74 98 gi|228716184|ref|NR_027548.1 


1392046 13934 


224581432 
sequence 


224581416 
ence 14559 
riales; Al 
224581405 
uence 


219878119 
1513128 15146 


219857499 
219878486 
16S ribosomal RNA, partial sequence 1587284 15887 


cu 
219878470 


219878434 
219878377 
219878361 
eq 
219878310 
219878309 
6S ribosomal RNA, partial sequence 1838512 18400 
219878308 
219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
219878264 
219878261 
1902626 19040 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


Deinococcaceae; D 
ref|NR_027517.1 
RNA, partial seq 


Firmicutes; 


ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref |NR_027197.1 
66 1457283 Achrom 
caligenaceae; Ac 
ref |NR_027186.1 

1471041 147236 
eriales; Alcalig 
ref|NR_025258.1 


treptoco 


Burkhold 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025625.1 
92 Enterococcus 


15252 
Lactobac 


Ss. 
ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025573.1 

1660434 166191 
aenisporosarcina 
ref|NR_025516.1 
69 1745812 Strept 


rtial se 
ales; St 


equence 
aceae; P 
17443 
cus. 
ref|NR_025500.1 
1764167 176550 
occaceae; Streptococcus. 
ref|NR_025449.1 
1836949 183846 
eae; Lactobacill 
ref|NR_025448.1 
21 Lactobacillus 


uence 


equence 
bacillac 


lus. 
ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 


v 
ref |NR_025404.1 


sequenc 
obacilla 


ligenaceae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 


ref |NR_025400.1 


e 18982 
ligenace 


ref |NR_025388.1 


Ss. 


1192876 1192844 75 107 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
1224566 1224542 90 114 gi|219878314|ref|NR_025453.1| Streptococcus 
n CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
ria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1259276 1259236 70 110 gi|219846811|ref|NR_026403.1| Deinococcus 
19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 


einococcus. 
Streptococcus 
uence 1322385 1323890 


Lactobacillales; 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Streptococcus 
6 Streptococcus 
coccus. 
Achromobacter 
obacter ruhlandii 
hromobacter. 
Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Lactobacillus jensenii 
acillus jensenii 


Enterococcus italicus 


italicus Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Sporosarcina 
6 Paenisporosarcina 


Streptococcus ratti 
ococcus ratti Bacteria; 


Streptococcus 
1 Streptococcus 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus 
3 Lactobacillus 
lus. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


1946918 1946886 75 107 gi 


219878230 


ref|NR_025369.1 


Bordetella petrii 


strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


673080 Bacteria_16S 


strain m2661/98/1 
Firmicutes; 


Cystobacteraceae; 


673080 Bacteria_16S 
defragrans strain 
Proteob 
673080 Bacteria_16S 


Bacteria; 


johnsonii strain 


johnsonii Bacteri 
673080 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


Desulfovibrio. 


673080 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


673080 Bacteria_16S 
lagogenitalium st 
lagogenitalium Ba 
673080 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


673080 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


673080 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


673080 Bacteria_16S 
strain CH 16S rib 


Tenericutes; Moll 


673080 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


673080 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


673080 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


673080 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


673080 Bacteria_16S 


orisratti strain 
orisratti Bacteri 


673080 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


673080 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


673080 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


673080 Bacteria_16S 


selangorensis str 
selangorensis Bac 


673080 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


673080 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


673080 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


Lacto 
673080 Bacteria_16S 
ferrugineus strai 
ferrugineus Bacte 


1960572 1960548 90 114 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
1986621 1986577 75 119 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 

Cystobacter. 
2073625 2073593 75 107 gi 

54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2082886 2082862 90 114 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2163132 2163104 1 29 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


Ss. 


ac 


2198082 2198058 74 98 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2202597 2202577 74 94 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2204112 2204092 74 94 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2205610 2205590 74 94 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2208637 2208617 74 94 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2210151 2210131 74 94 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214664 2214644 74 94 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2258761 2258737 90 114 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
2415245 2415185 59 119 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


gi 


en 
co 


oc 


ue 
a; 


2416777 2416753 90 114 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2495312 2495288 90 114 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2589207 2589183 90 114 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2590785 2590761 90 114 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2592360 2592336 90 114 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2617040 2617016 90 114 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2663937 2663913 90 114 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2665499 2665475 90 114 gi 
ATCC 10556 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 


s 
oc 


s 
oc 
2 


cu 


cu 


cu 


al 
ct 
ia 
ad 
se 
oc 


219878221 


219878204 
se 
ia 

219878141 
en 
aa 

219878134 
se 

219857626 
eq 
te 


219857600 
2197691 21991 


219857597 
eq 
la 
219857596 
2203720 22051 
219857595 
219857593 
2208244 22096 


219857592 
2209746 22112 


219857589 
2214274 22157 
219857560 


219857450 


219857448 
219857386 
19857275 
219857274 
219857273 
219857254 
219857214 


219857213 


19601 


quence 
Myxoco 


’ 


ce 20732 
ales; Al 


quence 
illaceae 


uence 


ria; Des 


uence 
smatacea 


ce 22052 
plasma. 


22583 
cus. 


nce 
Desulfo 


equence 
occaceae 


equence 
occaceae 


25888 
s. 


25903 
s. 


25919 
s 


sequenc 
obacilla 


1 sequen 
lales; S 


quence 
occaceae 


2673040 2673016 90 114 gi 
rain OND 32 16S ribosomal RNA, complete 
cteria; Firmicutes; Lactobacillales; 


219857207 


ref|NR_025360.1 
67 1961603 Vagoco 


Vagococcus fessus 
ccus fessus Bacteria; 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


Cystobacter 
9 Cystobacter 
terineae; 


Castellaniella 
laniella defragrans 


ref|NR_025280.1 
26 2074709 Castel 


caligenaceae; Castellaniella. 
ref|NR_025273.1| Lactobacillus 

2082477 2083963 Lactobacillus 
; Lactobacillus. 
ref|NR_025215.1| Desulfovibrio 

2162629 2164163 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 
ref|NR_025188.1| Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


ref|NR_025185.1 

2202199 220366 
e; Mycoplasma. 
ref|NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
9 Mycoplasma 


ref|NR_025183.1 
20 2206668 Mycopl 


Mycoplasma 
asma gallopavonis 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025148.1| Streptococcus iniae 

45 2259880 Streptococcus iniae Bacteria; 

ref|NR_025038.1| Desulfovibrio 
2414827 2416310 Desulfovibrio 

vibrionales; Desulfovibrionaceae; 

ref|NR_025036.1] Streptococcus 
2416361 2417865 Streptococcus 

; Streptococcus. 

ref|NR_024974.1] Streptococcus 
2494920 2496256 Streptococcus 

; Streptococcus. 

ref|NR_024906.1| Enterococcus mundtii 


00 2590328 Enterococcus mundtii Bacteria; 
ref|NR_024905.1 


79 2591887 Entero 


Enterococcus cecorum 
coccus cecorum Bacteria; 


sequence 


Lactobacillaceae; 


ref|NR_024904.1| Enterococcus dispar 

38 2593451 Enterococcus dispar Bacteria; 

ref|NR_024885.1| Paralactobacillus 

e 2616635 2618129 Paralactobacillus 

ceae; Paralactobacillus. 

ref|NR_024842.1| Streptococcus 

ce 2663526 2665038 Streptococcus 

treptococcaceae; Streptococcus. 

ref|NR_024841.1] Streptococcus 
2665089 2666548 Streptococcus 

; Streptococcus. 

ref |NR_024835.1| Lactobacillus 


2672606 2674164 Lactobacillus 
Lactobacillus. 


673080 Bacteria_16S 


kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
Lactobacillales; 


kitasatonis Bacteria; 
673080 Bacteria_16S 


2704534 2704510 90 


Firmicutes; 
2779644 2779612 75 


114 


107 


strain AP3 16S ribosomal RNA, partial sequence 


Proteobacteria; 
673080 Bacteria_16S 
strain EJ2M-B 16S 
Proteobacteria; 
673080 Bacteria_16S 


naganoensis strain ATCC53909 16S ribosomal RNA, partial 
Bacillales; 


naganoensis Bacteria; 
673080 Bacteria_16S 

halophilum strain 
halophilum Bacteria; 
673080 Bacteria_16S 


glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micropruina. 
673080 Bacteria_16S 
strain GTC848 16S 
Firmicutes; 
673080 Bacteria_16S 


Lactobacillales; 


2781111 2781079 75 


2874076 2874032 70 


Firmicutes; 
2877227 2877183 75 


Firmicutes; 
2898487 2898459 1 


2924508 2924484 90 


2945556 2945532 90 


Bacillales; 


Gammaproteobacteria; Thiotrichales; 


107 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; 


114 


119 


29 


114 


ribosomal RNA, partial sequence 
Streptococcaceae; 


114 


219857185 
sequence 
Lactobacillace 

gi|219857130 
2779259 27806 
Thiotrichacea 
gi|219857129 
2780730 27821 


gi 


Thiotrichaceae; 


219856875 
sequence 


gi 


Pullulanibacillus. 


gi|219856873 


DSM4771 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Salimic 
219856857 
28980 


gi 


gi|219856840 
2924131 29254 


Streptococcus. 


gi| 219856826 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacteria; 
673080 Bacteria_16S 


strain 176 16S ribosomal RNA, partial sequence 
Streptococcaceae; 


Firmicutes; 
673080 Bacteria_16S 
strain STR Tl 16S 
Firmicutes; 
673080 Bacteria_16S 
fornicalis strain 
fornicalis Bacteria; 
673080 Bacteria_16S 
raffinosus strain 
raffinosus Bacteria; 
673080 Bacteria_16S 


strain I50 16S ribosomal RNA, partial sequence 


Lactobacillales; 


Lactobacillales; 


Firmicutes; 
2962083 2962059 90 


2963632 2963608 90 


3009343 3009319 90 


Firmicutes; 
3024434 3024410 90 


Firmicutes; 
3030478 3030454 90 


Lactobacillales; 


114 


ribosomal RNA, partial sequence 
Streptococcaceae; 


Lactobacillales; 


Lactobacillace 
gi|219856815 
2961676 29631 


Streptococcus. 


TV1018 16S ribosomal RNA, partial sequence 


Propionibacterineae; 


ref |NR_024813.1 
2704122 270562 
ae; Lactobacillu 
ref|NR_024758.1 


Thiothrix. 
NR_024757.1 


e; 
ref 


Thiothrix. 
ref|NR_024694.1 
2873633 287517 


ref |NR_024692.1 

2876799 287831 
robium. 
ref |NR_024676.1 
36 2899473 Microp 


ref|NR_024659.1 
69 Streptococcus 


ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 
ref |NR_024634.1 
71 Streptococcus 


114 gi|219856814|ref|NR_024633.1 

2963222 2964720 Streptococcus 
Streptococcus. 

114 gi| 219846917 |ref|NR_026509.1 

3008942 301036 

Lactobacillaceae; Lactobacillus 

114 gi| 219846907 |ref|NR_026499.1 


114 


1789-79 16S ribosomal RNA, partial sequence 


Lactobacillales; Enterococcaceae 


gi| 219846903 
3030089 30315 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


673080 Bacteria_16S 
strain M-29c 16S 
Firmicutes; 
673080 Bacteria_16S 
strain 1144-97 16 
Firmicutes; 
673080 Bacteria_16S 


Lactobacillales; 


3038142 3038118 90 


ribosomal RNA, partial sequence 
Enterococcaceae; 


3041193 3041157 83 


3042809 3042781 1 


114 


119 


S ribosomal RNA, partial sequence 


Lactobacillales; Aerococcaceae; Facklamia. 


29 


strain lacT 16S ribosomal RNA, partial sequence 


Proteobacteria; 
673080 Bacteria_16S 
strain S369-98-1 
Firmicutes; 
673080 Bacteria_16S 
strain ml1134/97/1 
Firmicutes; 
673080 Bacteria_16S 
700631 16S ribosomal 
Lactobacillales; 
673080 Bacteria_16S 


radiophilus strain DSM 2 


radiophilus Bacteria; 
673080 Bacteria_16S 


radiodurans strain DSM 2 


radiodurans Bacteria; 
673080 Bacteria_16S 

strain ATCC 70062 
Firmicutes; 
673080 Bacteria_16S 


Deltaproteobacteria; 


Lactobacillales; 


Lactobacillales; 


Aerococcaceae; 


3064057 3064033 90 


3069910 3069886 90 


3100009 3099973 83 
RNA, partial sequence 
Facklamia. 
3166391 3166351 70 
0551 16S ribosomal 
Deinococcus-Thermus; 
3167909 3167869 70 
0539 16S ribosomal 
Deinococcus-Thermus; 
3179987 3179951 83 


3216469 3216445 90 


Desulfovibrionales; 


114 


114 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


119 


Vagococcus. 


Vagococcus. 


gi|219846897 
3037737 30392 


gi|219846895 
3040796 30422 


gi| 219846894 
3042319 30437 


gi|219846879 


16S ribosomal RNA, partial sequence 3063651 30650 


Streptococcaceae; Streptococcus. 


219846875 
30695 


gi 


gi|219846855 


3099595 3101003 Fackl 


110 


RNA, partial 
Deinococci; 


110 


RNA, partial 
Deinococci; 


119 


8 16S ribosomal RNA, partial sequence 


Lactobacillales; Aerococcaceae; Facklamia. 


114 


219846810 
sequence 
Deinococca 
219846809 
sequence 
Deinococca 
219846801 
31795 


gi 


gi 


gi 


gi|219846776 


thoraltensis strain S69 16S ribosomal RNA, partial sequence 32160 


Bacteria; Firmicutes; 
673080 Bacteria_16S 


Lactobacillales; 
3228611 3228591 75 


Streptococcaceae; 


95 


Streptoc 
219846768 


gi 


Desulfovibrionaceae; 


3024035 30254 
; Enterococcus. 
ref|NR_026495.1 


5 


eae. 


ref|NR_026489.1 


ref |NR_026487.1 


ref|NR_026486.1 
95 Desulfovibrio 
Des 
ref |NR_026471.1 
27 Streptococcus 


ref |NR_026467.1 
11 3070973 Vagoco 


ref 
amia 


NR_026447.1 
ignava Bact 
ref|NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
les; Deinococcac 
ref |NR_026393.1 
83 3181087 Fackla 


Ww 


les; 
ref 


w 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref|NR_026360.1 


Lactobacillus 
7 Lactobacillus 
Ss. 
Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Salimicrobium 
5 Salimicrobium 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Streptococcus peroris 
peroris Bacteria; 


Lactobacillus 
8 Lactobacillus 
Ss. 

Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Lactobacillus 
2 Lactobacillus 
Enterococcus 
9 Enterococcus 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Streptococcus ovis 
ovis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Facklamia hominis 

mia hominis Bacteria; 


Streptococcus 
ococcus thoraltensis 


Anaerococcus octavius 


strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Incertae Sedis; Anaerococcus. 


673080 Bacteria_16S 
strain DSM 20425 


673080 Bacteria_16S 


strain VKM-14L 16S ribosomal RNA, partial sequence 


Proteobacteria; 
673080 Bacteria_16S 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; 
673080 Bacteria_16S 
strain 18323 16S 
Proteobacteria; 

673080 Bacteria_16S 


parapertussis strain 522 16S ribosomal RNA, partial sequence 
parapertussis Bacteria; 


673080 Bacteria_16S 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 
bronchiseptica Bacteria; 


673080 Bacteria_16S 


3502550 35025307 


3650168 3650128 75 


3692816 3692776 75 


3803571 3803539 75 


3805085 3805053 75 


Proteobacteria; 
3806599 3806567 75 


Proteobacteria; 
3884328 3884308 74 


27 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


115 


Gammaproteobacteria; Methylococcales; Methylococc 


115 


Proteobacteria; Gammaproteobacteria; Methylococcales; 


107 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


107 


Betaproteobacteria; 


107 


Betaproteobacteria; 


94 


strain BV1l 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


673080 Bacteria_16S 
muriaticus strain 
Bacteria; Firmicutes; 
673080 Bacteria_16S 


adiacens strain GIFU 12706 16S ribosomal RNA, 
Firmicutes; 


adiacens Bacteria; 
673080 Bacteria_16S 


laevolacticus strain M-8 16S ribosomal RNA, 
laevolacticus Bacteria; 


673080 Bacteria_16S 


strain ON59 16S ribosoma 
Lactobacillales; 


Firmicutes; 
673080 Bacteria_16S 


strain 1843-02 16S ribos 
Lactobacillales; 


Firmicutes; 
673080 Bacteria_16S 


strain LMG 5911 16S ribo 


Proteobacteria; 
673080 Bacteria_16S 
insolitus strain 
insolitus Bacteria; 
673080 Bacteria_16S 


strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 
Betaproteobacteria; Burkholderiales; Alcaligenace 


Proteobacteria; 
673080 Bacteria_16S 


marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 
marimammalium Bacteria; 


673080 Fungi_16S 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 


Actinobacteria; 
673080 Fungi_16S 


strain IFM 0784 16S ribosomal RNA, partial sequence 1564 


Actinobacteria; 
673080 Fungi_16S 


strain IFM 0575 16S ribosomal RNA, partial sequence 3067 


Actinobacteria; 
673080 Fungi_16S 


strain IFM 10084 16S ribosomal RNA, partial sequence 4616 


Actinobacteria; 
673080 Fungi_16S 


strain YZ-96 16S ribosomal RNA, partial sequence 


Actinobacteria; 
673080 Fungi_16S 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 


Actinobacteria; 
673080 Fungi_16S 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


Actinobacteria; 
673080 Fungi_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 


Betaproteobacteria; 


LMG 600 
Prot 


3896735 3896711 90 
Lactobacillales; 
3931790 3931766 90 
3958157 3958133 90 

Firmicutes; 
4117272 4117248 90 
4171121 4171097 90 


4175737 4175705 75 


4177222 4177190 75 


4194064 4194032 75 


4242320 4242296 90 


Firmicutes; 


439 377 54 


1948 1886 54 


3486 3424 54 


5046 4984 54 


6602 6540 54 


8104 8042 54 


9577 9528 67 


11057 11009 68 


Lactobacillales; 


Bacillales; 


1 RNA, partial sequence 
Streptococcaceae; 


114 


X-1 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


114 


114 


114 


114 


omal RNA, partial sequence 
Enterococcaceae; 


107 


somal RNA, partial sequence 4175338 41767 
Burkholderiales; Alcaligenace 


107 


3 16S ribosomal RNA, partial sequence 
eobacteria; Betaproteobacteria; 


107 


114 


Lactobacillales; 


116 


Actinobacteridae; Actinomycetales; Corynebacterin 


116 


Actinobacteridae; Actinomycetales; Corynebacterin 


116 


Actinobacteridae; Actinomycetales; Corynebacterin 


116 


116 


116 


116 


116 


complete 
Carnobacteriaceae 


complete sequence 
Sporolactobacilla 


Streptococcus. 


Vagococcus. 


gi|219846574 


gi|219846471 
3649747 36512 


219846442 
36924 


gi 


gi| 219846360 
3803146 38046 


gi| 219846359 


gi| 219846358 


gi| 219846306 
3883911 38853 


219846297 
38963 
Tetrageno 
219846272 
sequence 


gi 


gi 


gi|219846253 


gi| 219846139 
4116858 41183 


gi| 219846099 
4170715 41722 


gi| 219846096 


gi|219846095 


Burkholde 


gi|219846079 


gi| 219846040 
Streptococca 
gi| 265678352 
1514 


265678351 
3016 


gi 


265678350 
4565 


gi 


265678349 
6112 


gi 


Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi| 265678348 
6163 7670 


Actinobacteridae; Actinomycetales; Corynebacterineae; 


265678342 
9123 


gi 


Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857197 
10588 


gi 


Actinobacteridae; Actinomycetales; Corynebacterineae; 


Methylococcaceae; 


Burkholderiales; Alca 


Burkholderiales; Alc 


ref|NR_026166.1 
Brevibacteriac 
ref|NR_026063.1 
35 Methylocaldum 


ref|NR_026033.1 
15 3693865 Methyl 
ref|NR_025951.1 
Bordetella. 


NR_025950.1 
3804660 380612 


NR_025949.1 
3806174 380763 


NR_025896.1 


ref |NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025862.1 

3931373 393277 
; Granulicatell 
ref|NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref|NR_025729.1 
54 Streptococcus 


ref|NR_025689.1 


ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025669.1 


ae; Kerstersia. 
ref|NR_025630.1 
4241925 424342 
ceae; Streptococ 
ref|NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


ref|NR_028650.1 
ref 


NR_028644.1 


ref |NR_024825.1 


gi|219857175 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Methylocaldum gracile 
gracile Bacteria; 


aceae; Methylocaldum. 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 

Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 

aligenaceae; Bordetella. 
Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Granulicatella 
8 Granulicatella 


o@ 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 

Streptococcus minor 
minor Bacteria; 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Achromobacter spanius 
spanius Bacteria; 
r. 

Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Streptococcus 

4 Streptococcus 

cus. 

Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 


ref|NR_024803.1 


12137 


Nocardia 
Nocardia 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 


676256 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


676256 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


676256 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


676256 Bacteria_16S 


strain 5424 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
676256 Bacteria_16S 


strain 173-96 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
676256 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


676256 Bacteria_16S 


silvestris strain 
silvestris Bacter 


676256 Bacteria_16S 


strain MDA5527 16 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
676256 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


676256 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


676256 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


676256 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


676256 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


676256 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


676256 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


676256 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


676256 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


676256 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


676256 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


1398778 1398732 63 108 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
3140820 3140780 1 41 gi 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; Gemel 
431388 431357 1 32 gi 
in MDA5605 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


448379 448348 1 32 
ibosomal RNA, partial sequence 


gi 


560009 559978 1 32 
ribosomal RNA, partial sequence 


gi 


561546 561515 1 32 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


731078 731043 1 36 gi 
HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
741769 741738 1 32 

S ribosomal RNA, partial sequence 


gi 


798963 798928 1 36 
ribosomal RNA, partial sequence 

pelotrichi; Erysipelotrichales; Erysip 

1583388 1583353 1 36 


gi 


gi 


Viridibacillus. 
36 gi 


lales; Planococcaceae; 


1584943 1584908 1 


lales; Planococcaceae; Viridibacillus. 
1974418 1974383 1 36 gi 

ibosomal RNA, partial sequence 

lales; Planococcaceae; Marinibacillus. 
2124212 21241771 36 gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2125768 2125733 1 36 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2397117 2397082 1 36 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


gi 


2712359 2712324 1 36 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2869679 2869644 1 36 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
3067345 3067310 1 36 gi 


gi 


3140051 3141558 Gemel 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


219878212 


1973642 19751 


219857652 


2123444 21249 


219857651 


2125001 21265 


219857462 
uence 
iales; Clo 


219857180 


2711598 27129 


219856878 
artial seq 
cillaceae; 
219846877 


16S ribosomal RNA, partial sequence 3066573 30679 


lales; Bacillales Family XI. Incertae 
3142379 31423441 36 gi 
S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 

3247198 3247163 1 36 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3287917 3287882 1 36 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3536351 3536316 1 36 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


Sedis; 
219846827 


3141609 31431 


Sedis; 
219846756 
1 sequence 
iales; Pep 
219846729 
ence 32871 
hermodesul 
219846552 


3535585 35370 


676256 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


3872223 3872188 1 36 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 


gi 


219846314 


Sedis; 


24 Viridibacillus 


ref|NR_025627.1 
79 Viridibacillus 


ref|NR_025351.1 
64 Marinibacillus 


ref |NR_025241.1 


ref |NR_025240.1 


ref|NR_025050.1 
2396386 239781 
stridiales Famil 


ref|NR_024808.1 


ref 

uenc 
Bac 

ref 


NR_024697.1 
e 286889 
illus; Bacil 
NR_026469.1 


ref|NR_026419.1 


ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026144.1 


ref |NR_025904.1 


228715357|ref|NR_027529.1| Gemmatimonas 

nce 1398084 1399529 Gemmatimonas aurantiaca T-27 

nadaceae; Gemmatimonas. 

219846828 |ref|NR_026420.1| Gemella bergeri strain 

la bergeri Bacteria; Firmicutes; 

la. 

265678767|ref|NR_029072.1| Roseomonas gilardii 

sequence 430661 432145 Roseomonas gilardii 

ria; Rhodospirillales; Acetobacteraceae; 

265678756|ref|NR_029061.1| Roseomonas gilardii 
447654 449135 Roseomonas gilardii Bacteria; 

Acetobacteraceae; Roseomonas. 

265678679 |ref|NR_028984.1| Roseomonas rosea 
559287 560771 Roseomonas rosea Bacteria; 

Acetobacteraceae; Roseomonas. 

265678678 |ref|NR_028983.1]| Roseomonas 

sequence 560822 562307 Roseomonas 

eria; Rhodospirillales; Acetobacteraceae; 

265678561|ref|NR_028865.1| Solibacillus 

uence 730321 731827 Solibacillus 

ceae; Solibacillus. 

265678553|ref|NR_028857.1| Roseomonas mucosa 
741046 742527 Roseomonas mucosa Bacteria; 

Acetobacteraceae; Roseomonas. 

265678513|ref|NR_028816.1| Turicibacter sanguinis 
798207 799714 Turicibacter sanguinis Bacteria; 

elotrichaceae; Turicibacter. 

219878489 |ref|NR_025628.1| Viridibacillus arenosi 


arenosi Bacteria; 


Viridibacillus arvi 


arvi Bacteria; 


Marinibacillus marinus 
marinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Anaerobranca 


8 Anaerobranca 
y XIV. 


Incertae Sedis; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Bacillus 


6 2870426 Bacillus 
lus cereus group. 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Desulfotomaculum 


8 Desulfotomaculum 
ulfotomaculum. 


Thermodesulfovibrio 


desulfovibrio islandicus 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Gemella morbillorum 


3871442 3872977 Gemella morbillorum Bacteria; 
Gemella. 


676256 Bacteria_1 


strain ATCC 10379 
Bacteria; 


Firmicu 
676256 Bacteria_1 
campisalis strain 


6S 3873810 3873775 1 36 gi| 219846313 
16S ribosomal RNA, partial sequence 38730 
tes; Bacillales; Bacillales Family XI. Incertae 
6S 4131354 41313191 36 gi|219846126 
SF-57 16S ribosomal RNA, partial sequence 41305 


ref|NR_025903.1| Gemella haemolysans 

28 3874564 Gemella haemolysans ATCC 10379 
Sedis; Gemella. 

ref|NR_025716.1| Marinibacillus 


88 4132093 Marinibacillus campisalis 


Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

676256 Bacteria_16S 408206 408172 5 39 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

676256 Bacteria_16S 219968 219928 1 41 gi| 265678916 |ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

676256 Bacteria_16S 735598 735558 1 41 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

676256 Bacteria_16S 840233 840193 1 41 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

676256 Bacteria_16S 959579 959539 1 41 gi|265678405|ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1871222 1871182 1 41 gi|219878287|ref|NR_025426.1| Geobacillus vulcani 


strain 3S-1 16S r 


Firmicutes; Bacil 


676256 Bacteria_16S 


strain SMCC W459 
Firmicutes; 


strain JaH 16S ri 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain N-3 16S ri 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

676256 Bacteria_16S 3835 3800 1 36 gi| 265679061 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 
676256 Bacteria_16S 23437 23406 1 32 gi| 265679048 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
676256 Bacteria_16S 26502 26467 1 36 gi| 265679046 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
676256 Bacteria_16S 59842 59807 1 36 gi| 265679024 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
676256 Bacteria_16S 61390 61355 1 36 gi| 265679023 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
676256 Bacteria_16S 79275 79240 1 36 gi| 265679011 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Ps 
Pseudomonas. 

676256 Bacteria_16S 80777 80746 1 32 gi| 265679010 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

676256 Bacteria_16S 99097 99066 1 32 gi| 265678997 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 


Bacteria; Proteob 


676256 Bacteria_16S 102202 102171 1 32 gi| 265678995 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequen 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillace 
Aneurinibacillus. 

676256 Bacteria_16S 105236 105205 1 32 gi| 265678993 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 10448 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
676256 Bacteria_16S 210661 210626 1 36 gi| 265678922 


Clost 
676256 Bacteria_16S 


ibosomal RNA, partial sequence 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3539478 3539438 1 41 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4212432 42123921 41 
bosomal RNA, complete sequence 


gi 


gi 


acteria; Deltaproteobacteria; Desulfob 


1870444 18719 


2983106 29845 


219846550 
3538695 35402 


219846067 
4211641 42131 


acterales; 


75 Geobacillus vulcani Bacteria; 


lales; Bacillaceae; Geobacillus. 

2598850 2598815 1 36 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 
16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 
ridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

2983869 2983829 1 41 gi|219846934|ref|NR_026526.1| Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


ref |NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 
e; Legionella. 
ref |NR_029356.1| Clostridium 
24226 Clostridium orbiscindens 
Clostridium. 
ref |NR_029354.1| Clostridium roseum 
Clostridium roseum Bacteria; 
m. 
ref |NR_029332.1| Xanthomonas theicola 
Xanthomonas theicola Bacteria; 
aceae; Xanthomonas. 
ref |NR_029331.1| Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 
aceae; Xanthomonas. 
ref |NR_029319.1| Pseudomonas 
78587 79994 Pseudomonas 
eudomonadales; Pseudomonadaceae; 
ref |NR_029318.1| Listeria innocua 
Listeria innocua Bacteria; 
ref|NR_029305.1] Desulfobulbus 
99781 Desulfobulbus elongatus 
Desulfobulbaceae; Desulfobulbus. 
ref |NR_029303.1| Aneurinibacillus 
ce 101441 102925 Aneurinibacillus 
ae; Aneurinibacillus group; 
ref|NR_029301.1| Thermoanaerobacter 
6 105949 Thermoanaerobacter wiegelii 
naerobacteraceae; Thermoanaerobacter. 
ref |NR_029230.1| Clostridium 


209908 211410 Clostridium 


TGAAGTCGTAACAAGGTACGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATCATGGCTCAAGATGAACGCTAGCTACAGGC 
TTAACACATGCAAGTCGAGGGGCAGCATGAAAGTTTGCTTGCAAACTTTTGATGGCGACCGGCGCACGGGTGAGTAACACGTATCCAACCTGCCTCATACTCGGG 
GATAGCCTTTCGAAAGAAAGATTAATACCCGATGTCATAGTCCTACCGCATGATGGGATTATTAAAGAATTTCGGTATGGGATGGGGATGCGTTCCATTAGTTAG 
TTGGCGGGGTAACGGCCCACCAAGACAACGATGGATAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCTACGGGAGGCAGCAG 
TGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAATGTTCCA 
CGTGTGGGATTTTGTATGTACCATATGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTA 
AAGGGAGCGTAGGTGGATTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGGCAGTCTTGAGTACAGTAGAGGTGGGCGGAAT 
TCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAA 
CAGGATTAGATACCCTGGTAGTCCACACAGTAAACGATGAATACTCGCTGTTTGCGATATACGGCAAGCGGCCAAGCGAAAGCATTAAGTATTCCACCTGGGGAG 
TACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTAAAT 
TGCACCTGAATAATGTGGAAACATGTTAGCCGTAAGGCAGGTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACG 
AGCGCAACCCTTATCTTCAGTTACTAACAGGTCATGCTGAGGACTCTGGAGAGACTGCCGTCGTAAGATGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGC 
CCTTACGTCCGGGGCTACACACGTGTTACAATGGGAGGTACAGAAGGCCGCTACCTGGCGACAGGATGCCAATCCCCAAAACCTCTCTCAGTTCGGATCGAAGTC 
TGCAACCCGACTTCGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAA 
GCCGGGGGTACCTGAAGTACGTAACCGCAAGATCGTCCTAGGGTAAAACTGGTAATTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGA 
GCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACCAGGTCTAATACCGGATACGACACACCCCGGCATCGGGCGTG 
TGTGGAAAGTTTTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATG 
ACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAATTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
CGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCCGCCGTGAAAGCCCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGC 
CGGCTAGAGGTAGGCAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGTCTTCCACGATCTCCGTGC 
CGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATT 
CGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGACAGCCGCGGAGACGCGGTCTTCTTCGGATCGGGTGACAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCACGCCAGGTTTCCTGGTGGTGGGGACTCATGGGGGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCTAAGCCGTG 
AGGCGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACCTTGTGTGGGGGGAGCGGTCGAAGGT 
GGGGCTGGCGATTGGGACCAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTG 
AGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATATGACACATGGTCGCATGAGCGGTGTGTGGAAAGTTTTTTCGGTTGGGGA 
TGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG 
GCGTAAAGAGCTCGTAGGTGGCTTGTTGCGTCTGCCGTGAAAGCCCGTGGCTTAACTACGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGC 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGCGAAAGCGTGGGGA 
GCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGTCTTCCACGATTCCTGTGCCGTAGCTAACGCATTAAGCGCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCA 
AGGTTTGACATACACCGGAAACCTTTNGAGACGGAGGCCTCCTTTGGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGCCTTCGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAC 
GTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGTCGGTACAGAGGGTTGCGATGCCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCT 
CAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACTTGTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGGACGNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAACGGCACCC 
CTCTCCGGAGGGAAGCGAGTGGCGAACGGCTGAGTAACACGTGGAGAACCTGCCCCCTCCCCCGGGATAGCCGCCCGAAAGGACGGGTAATACCGGATACCCCGG 
GGTGCCGCATGGCGCCCCGGCTAAAGCCCCGACGGGAGGGGATGGCTCCGCGGCCCATCAGGTAGACGGCGGGGTGACGGCCCACCGTGCCGACAACGGGTAGCC 
GGGTTGAGAGACCGACCGGCCAGATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGGAACCCTGACGCAGCG 
ACGCCGCGTGCGGGACGGAGGCCTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGTCAAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCAGGCCGGGGGTCGAAGCGGGGGGCTCAACCCCCCGA 
AGCCCCCGGAACCTCCGCGGCTTGGGTCCGGTAGGGAGGGTGGAACACCGGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGATGGCGAAGGCGGCC 
CTCTGGGCCAAGACCGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCCAGCCGTAAACGATGGACGCTAGGTGTGGGGGGAC 
GATCCCCCCGTGCCGCAGCCAACGCATTAAGCGTCCCGCCTGGGGAGTACGGCCGCAAGNTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCA 
TGTGGCTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATATGGGTGAAGCGGGGGAGACCCGTGGCCGAGAGGAGCCCATACAGGTGGTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGCCGCGTGTTGCCATCGGGTGATGCCGGGAACCCACGCGGGACCGCCG 
CCGTCAAGGGGAGGAGGGCCGGGACGACGTCAAGTCATCATGCCCCTTATGCCCTGGGCTGCACACGTGCTACAATGGCCGGTACAGAGGGATGCCACCCCGCGA 
GGGGAGCGGATCCCGGAAAGCCGGCCCCAGTTCGGATTGGGGGCTGCAACCCGCCCCCATGAAGTCGGAGTTGCTAGTAAACGCGGATCAGCATGCCGCGGTGAA 
TGCGTTCCCGGGCCTTGTACACACCGGCCGTCACACCACCCGAGTCGTCTGCACCCGAAGTCGCCGGCCCAACCGAGAGGGGGGAAGCGCCGAAGGTGTGGAAGG 
TTAAGGGGGTTAAGTCGTAACAAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTG 
AACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGAAACGAAGAATAGCTTGCTATTCTGGCGTCGAGCGGCGGACGGGTGAGTAATGCTTGGGAATCTGCC 
TAGTCGAGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCCTCTTCTTGAAAGCTCTCGCGACTAGATGAGCCCAAGT 
GGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATACCGCGTGTATGAAGAAGGCCTTAGGGTTGTAAAGTACTTTCAGCAAGGAG 
GAAAGGTGGTGACTTAATACGTTATCACTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAA 
TCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTTC 
TTGAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGCAAGTAACTGACGCTCAGATGC 
GAAAGCGTGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTTCCTTGAGAACTGGGCTCTTAAGCTAACGCA 
TTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGA 
AGAACCTTACCTACTCTTGACATCCATAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTATGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGT 
GGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGCATACAAAGGGCTGCAAACCAGCAATGGTAAGCGAATCCCACAA 
AGTGCGTCGTAGTCCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCTTCGGGAGGGCGATGACCACGGTGTGGTTCATGACTGGGTGNNNNNNNN 


676256 Bacteria_16S 


strain 40 16S ribosomal RNA, partial 


213802 213767 1 


36 


sequence 


gi 


265678920 
213019 21448 


ref|NR_029228.1 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

676256 Bacteria_16S 224446 224415 1 32 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

676256 Bacteria_16S 257993 257962 1 32 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
676256 Bacteria_16S 282022 281987 1 36 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

676256 Bacteria_16S 285145 285114 1 32 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
676256 Bacteria_16S 321479 321448 1 32 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 332439 332408 1 32 gi| 265678839 |ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

676256 Bacteria_16S 346249 346218 1 32 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

676256 Bacteria_16S 347718 347687 1 32 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

676256 Bacteria_16S 363942 363911 1 32 gi|265678812|ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
676256 Bacteria_16S 375891 375860 1 32 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 382019 381988 1 32 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

676256 Bacteria_16S 385115 385080 1 36 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

676256 Bacteria_16S 392843 392812 1 32 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 416054 416023 1 32 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
676256 Bacteria_16S 432986 432955 1 32 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 445319 445284 1 36 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 


rhizosphaerae Bac 
Pseudomonas. 

676256 Bacteria_16S 
strain E7107 16S 


teria; 


Proteobacteria; 


446847 446816 1 


Gammaproteobacteria; 


32 


ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


676256 Bacteria_16S 
strain CFBP 2022 
Proteobacteria; 

676256 Bacteria_16S 
palleroniana stra 
palleroniana Bacteria; 
Pseudomonas. 
676256 Bacteria_16S 
strain AU476 16S 


457671 457636 1 


459123 459088 1 
Proteobacteria; 


465136 465105 1 


36 


36 


32 


ribosomal RNA, partial sequence 


gi 


gi 


in CFBP 4389 16S ribosomal RNA, partia 
Gammaproteobacte 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


676256 Bacteria_16S 
strain DLE411J 16 
Proteobacteria; 
676256 Bacteria_16S 


471220 471185 1 


488150 488115 1 


36 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


36 


gi 


gi 


ria; 


ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 


265678757 
446125 44760 
Acetobacte 
265678746 
16S ribosomal RNA, partial sequence 456977 45835 
Gammaproteobacteria; Pseudomonadales; P 


265678741 
464412 46582 
Rhodospiri 
265678737 
470446 47199 


265678726 


Pseudomonadales; Pse 


ref|NR_029062.1 


race 
ref 


ae; Roseomon 
NR_029051.1 


Pseudomon 
ref|NR_029050.1 

458401 459808 
Pseudomonadales; Pseu 
ref|NR_029046.1 


llac 
ref 


eae; Inquili 
NR_029042.1 


Pseudomon 


udomonadaceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 
seudomonadaceae; 
265678745 
1 sequence 


as. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 
seudomonadaceae; 


as. 


ref|NR_029031.1 


Marinomonas 


487371 488866 Marinomonas ushuaiensis 


676256 Bacteria_16S 
strain R65 16S ri 
G 
676256 Bacteria_16S 
contaminans strai 
contaminans Bacte 
676256 Bacteria_16S 


Proteobacteria; 


strain IDA1967 16 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; 


strain P 527/13 1 
Proteobacteria; 


strain P 538/23 1 
Proteobacteria; 


oleivorans strain 
Bacteria; Proteob 


strain V2-BIII-A2 
Firmicutes; Bacil 


676256 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


676256 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


676256 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; 


urinaehominis str 
urinaehominis Bac 


676256 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


676256 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


676256 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


676256 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain 3-p 16S ri 


G 
676256 Bacteria_16S 


G 
676256 Bacteria_16S 


G 
676256 Bacteria_16S 


G 
676256 Bacteria_16S 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


555413 555378 1 36 gi 


556955 556920 1 36 gi 
ammaproteobacteria; Pseudomonadales; P 
558499 558464 1 36 gi 


ammaproteobacteria; Pseudomonadales; P 
578145 578110 1 36 gi 
MIL-1 16S ribosomal RNA, partial sequ 


585630 585599 1 32 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

609772 609741 1 32 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 
638736 638701 1 36 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
640300 640265 1 36 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
651031 650996 1 36 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
664456 664421 1 36 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


667510 667479 1 32 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
672069 672034 1 36 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


700776 700745 1 32 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
743264 743233 1 32 
bosomal RNA, partial sequence 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


676256 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


676256 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


676256 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


676256 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


676256 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


676256 Bacteria_16S 


34614 16S ribosom 


763597 763562 1 36 
ribosomal RNA, partial sequence 


gi 


785188 785153 1 36 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


797399 797368 1 32 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
821815 821780 1 36 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
824935 824904 1 32 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 


531745 53318 
6S ribosomal RNA, partial sequence 554659 55615 
ammaproteobacteria; Pseudomonadales; P 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


acteria; Gammaproteobacteria; Oceanosp 
676256 Bacteria_16S 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


821061 82256 


824212 825662 Bosea 


265678522 
1 sequence 
ria; Pseud 


265678514 
al sequenc 
nibacillac 
265678498 


seudomonad 
265678496 


sea. 


826437 826406 1 32 gi 
al RNA, partial sequence 


aceae; Marinobac 
ref |NR_028826.1 

784432 785869 
omonadales; Pseu 


ref |NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref|NR_028801.1 


acea 
ref 
ves 


e; Pseudomon 
NR_028799.1 
trisii Bacte 


265678495 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


492789 492754 1 36 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
bosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

526391 526360 1 32 gi|265678701|ref|NR_029006.1| Anoxybacillus 
n R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

532447 532416 1 32 gi| 265678697 |ref|NR_029002.1| Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


265678682|ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
seudomonadaceae; Pseudomonas. 
265678681|ref|NR_028986.1| Pseudomonas poae 
2 Pseudomonas poae Bacteria; 
seudomonadaceae; Pseudomonas. 
265678680|ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
seudomonadaceae; Pseudomonas. 
265678667|ref|NR_028972.1| Thalassolituus 
ence 577405 578770 Thalassolituus oleivorans 
irillales; Thalassolituus. 
265678662|ref|NR_028967.1| Bacillus barbaricus 
584888 586308 Bacillus barbaricus Bacteria; 
265678645 |ref|NR_028950.1| Planomicrobium 
1 sequence 609006 610485 Planomicrobium 
ccaceae; Planomicrobium. 
265678625|ref|NR_028930.1| Stenotrophomonas 
ence 637982 639478 Stenotrophomonas rhizophila 
nadales; Xanthomonadaceae; Stenotrophomonas. 
265678624 |ref|NR_028929.1| Pseudomonas kilonensis 
639529 641056 Pseudomonas kilonensis Bacteria; 
seudomonadaceae; Pseudomonas. 
265678617 |ref|NR_028922.1| Aerococcus 
tial sequence 650305 651625 Aerococcus 
rococcaceae; Aerococcus. 
265678606 |ref|NR_028911.1]| Anaerovorax 
quence 663698 665185 Anaerovorax 
ales; Clostridiales Family XIII. Incertae Sedis; 
265678604] ref |NR_028909.1| Gluconacetobacter 
nce 666786 668269 Gluconacetobacter entanii 
rillales; Acetobacteraceae; Gluconacetobacter. 
265678601|ref|NR_028906.1| Pseudomonas 
ial sequence 671276 672778 Pseudomonas 
obacteria; Pseudomonadales; Pseudomonadaceae; 
265678582 |ref|NR_028887.1| Paenibacillus odorifer 
699985 701422 Paenibacillus odorifer Bacteria; 
265678551|ref|NR_028855.1]| Rhodocista pekingensis 
742578 743950 Rhodocista pekingensis Bacteria; 
Rhodospirillaceae; Rhodocista. 
265678537|ref|NR_028841.1| Marinobacter litoralis 


4 Marinobacter litoralis Bacteria; 


ter. 

Pseudomonas 
Pseudomonas 
domonadaceae; 


Paenibacillus 
Paenibacillus 

us. 

Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Bosea vestrisii strain 
ria; Proteobacteria; 


ref |NR_028798.1 


825713 827158 Bosea eneae Bacteria; 


Bosea eneae strain 
Proteobacteria; 


676256 Bacteria_16S 843194 843163 1 32 gi|265678484|ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

676256 Bacteria_16S 850633 850602 1 32 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

676256 Bacteria_16S 867507 867472 1 36 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

676256 Bacteria_16S 872019 871988 1 32 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

676256 Bacteria_16S 899226 899195 1 32 gi| 265678445 |ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 903828 903793 1 36 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

676256 Bacteria_16S 905332 905301 1 32 gi| 265678441 |ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

676256 Bacteria_16S 906927 906892 1 36 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
Desulforhopalus. 

676256 Bacteria_16S 934826 934795 1 32 gi| 265678422 |ref|NR_028724.1 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacter 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracac 
676256 Bacteria_16S 939399 939368 1 32 gi| 265678419 |ref|NR_028721.1 
strain BT-H1l 16S ribosomal RNA, complete sequence 938639 94015 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

676256 Bacteria_16S 958041 958010 1 32 gi|265678406|ref|NR_028708.1 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
676256 Bacteria_16S 961098 961063 1 36 gi|265678404|ref|NR_028706.1 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudo: 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
676256 Bacteria_16S 1007129 1007098 1 32 gi|265678373|ref|NR_028675.1 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 10077 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1008592 1008561 1 32 gi|265678372|ref|NR_028674.1 
strain T7 16S ribosomal RNA, partial sequence 1007814 10092 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1026876 1026845 1 32 gi|265678360|ref|NR_028662.1 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 102759 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; S 
Desulfobacca. 

676256 Bacteria_16S 1079743 1079712 1 32 gi| 265678323 |ref|NR_028625.1 
strain 21F-2 16S ribosomal RNA, partial sequence 1079018 10804 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
676256 Bacteria_16S 1081246 10812151 32 gi| 265678322 |ref|NR_028624.1 
strain NAF001 16S ribosomal RNA, partial sequence 1080469 10819 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1087319 1087288 1 32 gi| 265678318 |ref|NR_028620.1 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 
Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1088882 1088847 1 36 gi|265678317|ref|NR_028619.1 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudo: 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
676256 Bacteria_16S 1093468 1093437 1 32 gi|265678314|ref|NR_028616.1 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 1092739 109419 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 
Acetobacter. 

676256 Bacteria_16S 1094913 1094882 1 32 gi|265678313|ref|NR_028615.1 
strain NBRC 13755 16S ribosomal RNA, partial sequence 1094243 1095577 Acetob 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
676256 Bacteria_16S 1096353 1096322 1 32 gi|265678312|ref|NR_028614.1 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


esulfobulbaceae; 


Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Geobacillus 
Geobacillus 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Pseudomonas 
monas psychrophila 
Pseudomonas. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 


’ 


1095628 109707 


0 Acetobacter 


676256 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


676256 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


676256 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


paucivorans strai 
Bacteria; Firmicu 


676256 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 
Clost 


metallireducens s 
metallireducens B 


676256 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


676256 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


676256 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


676256 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


676256 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


676256 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


676256 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


676256 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


676256 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


676256 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


676256 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


676256 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


676256 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


676256 Bacteria_16S 


brockii subsp. la 


Thermoanerobacter brockii subsp. 


Thermoanaerobacte 


676256 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


1159927 1159892 1 36 gi 
Firmicutes; Clostridia; Clostridiales 
1227985 1227950 1 36 gi 


ribosomal RNA, partial sequence 


1229521 1229486 1 36 
ribosomal RNA, partial sequence 


gi 


1237143 1237108 1 36 gi 


tes; Clostridia; Clostridiales; 
1244689 1244658 1 32 gi 
acteria; Firmicutes; Clostridia; 
1255112 1255081 1 32 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1292669 1292634 1 36 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


1312304 1312269 1 36 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1329221 13291901 32 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1341463 1341432 1 32 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1368764 1368733 1 32 gi 
RS-1 16S ribosomal RNA, complete sequ 
1397300 1397269 1 


32 gi 


Bacteria; Proteobacteria; Alphaproteo 


1398821 1398790 1 32 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1406273 1406242 1 32 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
1415306 14152711 


36 gi 


in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


1435347 1435316 1 32 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1462630 1462595 1 36 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1506343 1506312 1 32 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; Thermo 
1513917 1513886 1 32 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


rales; 


676256 Bacteria_16S 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 


1554888 1554857 1 32 gi 


71 16S ribosomal RNA, partial sequence 


1227244 12287 
ammaproteobacteria; Pseudomonadales; P 


1228770 12302 
ammaproteobacteria; Pseudomonadales; P 
676256 Bacteria_16S 
n SYR1 16S ribosomal RNA, partial sequ 
Lachno 


acteria; Deltaproteobacteria; Desulfov 
676256 Bacteria_16S 
RS 2060 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 14145521 


ammaproteobacteria; Pseudomonadales; Pseudomonad 
1419885 1419854 1 32 gi|224581445 
ribosomal RNA, partial sequence 1419106 14206 
lales; Bacillaceae; Bacillus. 
1429200 1429165 1 36 gi| 224581439 


1513128 15146 


228721485 

11591 
7 Peptococ 
219878281 


seudomonad 
219878280 


seudomonad 
219878251 
ence 12363 
spiraceae; 
219857537 
1 sequence 
ridiales; 
219857194 
sequence 

llaceae; B 
228716433 
tial seque 
oteobacter 


228721465 
sequence 
eria; Xant 


219846090 
13284 
nellaceae; 
228721140 
nce 13406 
Peptococca 
228718692 
ence 13679 
ibrionales 
228715764 
uence 
bacteria; 


228715357 
nce 13980 
nadaceae; 

219857143 
quence 
eria; Rhod 
224581448 
4160 


sequen 
ria; X 


ce 
anth 


224581431 
ence 14345 
nibacillus 
224581411 
ence 14618 
nadales; A 
219846365 
somal RNA, 
Bacteria; 
anaerobact 
219878119 


ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_025420.1 


acea 
ref 


e; Cellvibri 
NR_025419.1 


aceae; Cellvibri 
ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027539.1 
1396599 139803 
Rhizobiales; Met 


ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_024771.1 

1405568 140698 
ospirillales; Ac 
ref |NR_027230.1 
acea 
ref 


e; Pseudomon 
NR_027227.1 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


ref |NR_027213.1 
76 1436085 Paenib 
ref|NR_027192.1 
62 1463368 Marino 
1lteromonadaceae; 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 


ref|NR_025258.1 


219857209 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


O°. 
Parasporobacterium 
orobacterium paucivorans 
ium. 
Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Brevibacillus 
5 Brevibacillus 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Dialister invisus DSM 
ter invisus DSM 15470 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 

Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Gemmatimonas 
imonas aurantiaca T-27 


Acetobacter 
1 Acetobacter 


etobacteraceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Paenibacillus 
acillus antarcticus 


Marinobacter 
bacter bryozoorum 
Marinobacter. 
Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


ref |NR_024837.1 


Anoxybacillus 


1554124 1555535 Anoxybacillus ayderensis 


676256 Bacteria_16S 


papyrosolvens DSM 
2782 Bacteria; Fi 


676256 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


676256 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


676256 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


676256 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


676256 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


676256 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


676256 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


676256 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


676256 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


676256 Bacteria_16S 


strain DSM 5901 1 
Proteobacteria; A 


676256 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


676256 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


676256 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


676256 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


676256 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


1577313 1577282 1 

2782 16S ribosomal RNA, 
rmicutes; Clostridia; Clostridiales; C 
1578869 1578834 1 36 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1581835 1581804 1 32 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1630654 1630623 1 32 gi 


32 gi 
complete sequen 


lo 


se 


al 
ri 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1655035 1655000 1 36 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1661195 1661164 1 32 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1690061 1690030 1 32 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 


an 


an 


s 
cc 


ne 
co 


676256 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


676256 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


676256 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


676256 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 
676256 Bact 
strain SH1 16S ri 
Firmicutes; Clost 
676256 Bact 
strain LMG 1746 1 
Proteobacteria; A 
676256 Bact 


eria_16S 


eria_16S 


eria_16S 


1691601 1691566 1 36 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1 
ri 


1693172 1693141 1 32 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1694724 1694689 1 36 gi 


eq 
ia 


16S ribosomal RNA, partial sequence 1693968 169 


ammaproteobacteria; Pseudomonadales; P 
1696268 1696233 1 36 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1706990 1706955 1 36 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
1749624 1749593 1 


se 


se 


Clostridiaceae; Cl 


32 gi 


219846510 


ce 15765 
stridiac 


219846381 
1578118 15795 
udomonad 
219878490 


sequenc 
a; 


lales; Bacillaceae; Bacillus. 

1635316 1635285 1 32 gi| 219878453 |ref|NR_025592.1 
n S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planoc 
tes; Bacillales; Planococcaceae; Planococcus. 

1636778 1636747 1 32 gi| 219878452 |ref|NR_025591.1 
omal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteri 
laceae; Bacillus. 

1638269 1638238 1 32 gi|219878451|ref|NR_025590.1 
omal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacte 
laceae; Bacillus. 

1641282 1641247 1 36 gi| 219878449 |ref|NR_025588.1 
in CMS 64 16S ribosomal RNA, partial sequence 1640520 164203 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 

1642844 1642809 1 36 gi|219878448|ref|NR_025587.1 

ribosomal RNA, partial sequence 1642082 16435 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 

1644405 1644370 1 36 gi| 219878447 |ref|NR_025586.1 

ribosomal RNA, partial sequence 1643643 16451 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 

1647411 1647380 1 32 gi|219878444|ref|NR_025583.1 
6S ribosomal RNA, partial sequence 1646706 16481 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

1648908 1648877 1 32 gi| 219878443 |ref|NR_025582.1 
somal RNA, partial sequence 1648203 1649649 Stella humosa Bacteri 
ia; Rhodospirillales; Acetobacteraceae; Stella. 

1653488 1653453 1 36 gi| 219878439 |ref|NR_025578.1 


1652728 16542 


thomonad 


219878438 
1654275 16557 


thomonad 


219878434 


equence 


aceae; P 


219878414 


e 168 
ccus. 


92 


219878413 


sequen 
a; Pse 


ce 
ud 


219878412 


uence 


les; Pep 


219878411 


54 


udomonad 


219878410 
1695512 16970 


udomonad 


219878403 
1706248 17077 


ostridiu 


219878374 


6S ribosomal RNA, partial sequence 1748919 17503 


lphaproteobacteria; Rhodospirillales; Ac 


etobacte 


1751116 1751085 1 32 gi 


219878373 


Rhodo 
219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


ref |NR_026102.1 
77 1578067 Clostr 
eae; 
ref |NR_025972.1 
aceae; Pseudomon 
ref|NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025595.1 


acea 
ref 


e; Thermomon 
NR_025577.1 


aceae; Thermomon 
ref|NR_025573.1 

1660434 166191 
aenisporosarcina 
ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025552.1 


Clostridium. 


Clostridium 
idium papyrosolvens DSM 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Rhodovarius 
8 Rhodovarius 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Pseudomonas 
1 Pseudomonas 


domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Sporosarcina 

6 Paenisporosarcina 
Planococcus 

occus rifietoensis 


Cellvibrio 


1690867 169233 
omonadales; Pseu 


NR_025551.1 
1 
ccaceae; Des 
NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


acea 
ref 


e; Pseudomon 
NR_025542.1 


m. 
ref|NR_025513.1 
race 
ref 


ae; Acetobac 


5 Cellvibrio 
domonadaceae; 


Desulfosporosinus 

7 Desulfosporosinus 
ulfosporosinus. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


NR_025512.1 


strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 


676256 Bacteria_ 


strain LMG 18422 


16S 1752670 1752639 1 32 gi 


219878 


16S ribosomal RNA, partial sequence 1751903 17534 


372|ref|NR_025511.1 


04 Bacillus luci 


Bacillus luciferensis 
ferensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1778324 1778293 1 32 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 1779873 1779842 1 32 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 1800989 1800958 1 32 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 1802557 1802526 1 32 gi|219878334|ref|NR_025473.1| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1808749 1808718 1 32 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

676256 Bacteria_16S 1842397 1842366 1 32 gi|219878307|ref|NR_025446.1| Bacillus halodurans 


strain DSM 497 16 


S ribosomal RNA, partial sequence 


1841624 18431 


32 Bacillus halodurans Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1850059 1850024 1 36 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

676256 Bacteria_16S 1854483 1854448 1 36 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

676256 Bacteria_16S 1868196 1868165 1 32 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
Chelatococcus. 

676256 Bacteria_16S 1915137 1915106 1 32 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 1927469 1927438 1 32 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

676256 Bacteria_16S 1939527 1939496 1 32 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

676256 Bacteria_16S 1942611 1942580 1 32 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 1945776 1945745 1 32 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 


strain LMG 17489 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
676256 Bacteria_16S 1968529 1968498 1 32 gi| 219878216 |ref|NR_025355.1 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 19691 


Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

676256 Bacteria_16S 1969917 1969886 1 32 gi|219878215|ref|NR_025354.1 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 197053 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rh 
Azospirillum. 

676256 Bacteria_16S 2041691 2041656 1 36 gi| 219878167 |ref|NR_025306.1 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 204243 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xa 
Pseudoxanthomonas. 

676256 Bacteria_16S 2043249 2043214 1 36 gi|219878166|ref|NR_025305.1 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 204400 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
Stenotrophomonas. 

676256 Bacteria_16S 2044826 2044791 1 36 gi| 219878165 |ref|NR_025304.1 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteim 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimona 
676256 Bacteria_16S 2047959 2047928 1 32 gi|219878160|ref|NR_025299.1 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 2060264 2060229 1 36 gi|219878150|ref|NR_025289.1 


16S ribosomal RNA, partial sequence 1945009 19464 


strain ATCC 35585 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


Clostridiales; Eubacteriaceae; 


74 Bacillus fumarioli Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 
onas mephitis Bacteria; 
s. 

Paenibacillus borealis 
borealis Bacteria; 


Eubacterium sulci 


2059520 2060972 Eubacterium sulci Bacteria; 


Eubacterium. 


676256 Bacteria_16S 


xylanilyticus strain XE 16S ribosomal RNA, 


xylanilyticus Bacteria; 
676256 Bacteria_16S 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial 


hydrothermalis Bacteria; 
Thermomonas. 
676256 Bacteria_16S 
strain SW-72 16S 
Firmicutes; Bacillales; 
676256 Bacteria_16S 

strain TF-9 16S ribosoma 
Firmicutes; Bacillales; 
676256 Bacteria_16S 

strain Ps 9-14 16S ribos 
Proteobacteria; Gammapro 
676256 Bacteria_16S 
umsongensis strain Ps 3- 
umsongensis Bacteria; Pr 
Pseudomonas. 
676256 Bacteria_16S 
strain Pss 26 16S riboso 
Proteobacteria; Gammapro 
676256 Bacteria_16S 
strain H-8 16S ribosomal 
Proteobacteria; Alphapro 
676256 Bacteria_16S 
salitolerans strain PA 5 
salitolerans Bacteria; P 
Swaminathania. 
676256 Bacteria_16S 
strain NCIMB 8634 16S ri 
Proteobacteria; Gammapro 
676256 Bacteria_16S 
strain NCIMB 8633 16S ri 
Proteobacteria; Gammapro 
676256 Bacteria_16S 
taiwanensis strain CB-22 


2146828 2146793 1 


2171126 21710911 


bosomal 


bosomal 


taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 
Pseudoxanthomonas. 

676256 Bacteria_16S 2187791 2187756 1 36 gi| 219857607 |ref|NR_025196.1 
strain K9951 16S ribosomal RNA, partial sequence 2187032 21885 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
676256 Bacteria_16S 2219554 2219519 1 36 gi| 219857586 |ref|NR_025174.1 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 221879 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
Pseudomonas. 

676256 Bacteria_16S 2225537 2225506 1 32 gi|219857582|ref|NR_025170.1 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 222627 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
676256 Bacteria_16S 2227098 2227067 1 32 gi| 219857581 |ref|NR_025169.1 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 2234710 2234675 1 36 gi|219857576|ref|NR_025164.1 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 223544 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseud 
Pseudomonas. 

676256 Bacteria_16S 2256109 2256078 1 32 gi|219857562|ref|NR_025150.1 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 225677 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
Desulfobulbus. 

676256 Bacteria_16S 2266916 2266885 1 32 gi| 219857555 |ref|NR_025143.1 


strain SK-1 16S ribosomal RNA, partial sequence 
Bacillaceae; 
2300166 2300135 1 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 
2312369 2312338 1 
subterraneus strain 34 16S ribosomal RNA, partial sequence 
Bacillales; 
2316917 2316886 1 


Firmicutes; Bacillales; 
676256 Bacteria_16S 
strain 63287 16S 


676256 Bacteria_16S 


Bacteria; Firmicutes; 
676256 Bacteria_16S 


mal RNA, partial sequence 
teobacteria; 
2154348 2154317 1 
RNA, partial sequence 
teobacteria; Rhodospirillales; 
2160372 2160341 1 


1 RNA, partial sequence 


10 16S ribosomal RNA, partial s 
oteobacteria; 


Pseudomonadales; 
32 


32 


36 


Pseudomonadales; 
36 


Pseudomonadales; 
36 


Geobacillus. 
32 
32 


Bacillaceae; 
32 


Pse 
gi 


gi 


gi 
RNA, partial sequence 

teobacteria; 
2172677 2172642 1 


Pse 
gi 
RNA, partial sequence 

teobacteria; 
2184710 2184675 1 


Pse 
gi 
6 16S ribosomal RNA, partial sequ 


gi 


gi 


Geobacillu 
gi 


Ac 


2070927 2070896 1 32 gi|219878143|ref|NR_025282.1 
complete sequence 

Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

2093819 2093784 1 36 gi|219878126|ref|NR_025265.1 
sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 
2095366 2095335 1 32 gi| 219878125 |ref|NR_025264.1 
ribosomal RNA, partial sequence 2094597 20961 

Bacillaceae; Bacillus. 

2115109 2115078 1 32 gi|219857658|ref|NR_025247.1 


2114343 21158 


equence 2144573 214602 
Gammaproteobacteria; Pseudomonadales; 
36 gi| 219857637 |ref|NR_025226.1 
2146078 21475 


a; 


219857621 
2170356 2171849 Cellvi 
udomonadaceae; 
219857620 
2171900 2173400 Cellvi 
udomonadaceae; 
219857609 


ence 


2266147 22676 


219857530 
2299447 23008 


2311 
Ss. 


219857518 


brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 


brasilensis Bacteria; 


Firmicutes; 


Bacillales; 


Paenibacillaceae; 


ref |NR_025221.1 


ref|NR_025217.1 


159648 216110 


is} 


ref|NR_025210.1 
Cellvibri 
ref|NR_025209.1 
Cellvibri 
ref|NR_025198.1 

2183928 218546 


ref|NR_025118.1 
Bosea. 
ref|NR_025109.1 
580 2313074 Geobac 


Thermobacillus 


2070125 2071678 Thermobacillus 


Thermomonas 


2093069 2094546 Thermomonas 
Xanthomonadaceae; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Planococcaceae; Planococcus. 

2143818 2143783 1 36 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 
omal RNA, partial sequence 2143068 2144522 Pseudomonas koreensis Bacteria; 
teobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

2145323 2145288 1 36 gi|219857638|ref|NR_025227.1| Pseudomonas 


7 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
udomonadaceae; 
219857632 
2153652 2155080 Rubritepida f 
etobacteraceae; 
219857628 
1 16S ribosomal RNA, partial sequence 

roteobacteria; Alphaproteobacteri 


Pseudomonas. 


Rubritepida flocculans 


locculans Bacteria; 
Rubritepida. 


Swaminathania 
2 Swaminathania 


Rhodospirillales; Acetobacteraceae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Pseudoxanthomonas 

6 Pseudoxanthomonas 
omonadaceae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Desulfobulbus 
6 Desulfobulbus 


esulfobulbaceae; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 
izobiaceae; 
219857521 


Geobacillus 
illus subterraneus 


ref|NR_025106.1 
2316148 231753 
Paenibacillus. 


Paenibacillus 
1 Paenibacillus 


676256 Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 


Bacteria; Proteob 
676256 Bacteria_16S 
acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 
676256 Bacteria_16S 
strain CFML 97-39 
Proteobacteria; G 
676256 Bacteria_16S 
strain CFML 97-51 
Bacteria; Proteob 
676256 Bacteria_16S 
stercorarium subsp. 


2318365 23183301 


2319957 2319922 1 


rain AMX 19 16S ribosomal RNA, partial 
cteria; 


Proteobacteria; 


2321510 2321475 1 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


2323062 2323027 1 


4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


2326024 2325993 1 


leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 


36 219857517 
ence 23175 
nadales; 
219857516 
sequence 


teria; X 


gi 


36 gi 


Gammaproteobac 

36 219857515 
23207 
seudomon 
219857514 
23223 
nadales; 
219857512 
ribosomal 


gi 


36 gi 


32 gi 


xX 


an 


ad 


P 


ref|NR_025105.1 
82 2319121 Pseud 
anthomonadaceae 


thomonadales; 
ref|NR_025103.1 
64 2322265 Pseud 
aceae; Pseudomo 
ref|NR_025102.1 
16 2323816 Pseud 
seudomonadaceae 
ref|NR_025100.1 
RNA, partial se 


fo} 


O: 
n 


fe) 
i 


quence 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Clostridium 
2325260 2326777 


Clostridiaceae; Clostridium. 

676256 Bacteria_16S 2337908 2337877 1 32 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

676256 Bacteria_16S 2339457 2339426 1 32 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
676256 Bacteria_16S 2345567 2345536 1 32 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 2398636 2398605 1 32 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

676256 Bacteria_16S 2400151 2400116 1 36 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

676256 Bacteria_16S 2426352 24263171 36 gi|219857441|ref|NR_025029.1| Viridibacillus neidei 
strain BD-87 16S ribosomal RNA, partial sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

676256 Bacteria_16S 2430623 2430592 1 32 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

676256 Bacteria_16S 2432161 24321301 32 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 2444357 2444326 1 32 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

676256 Bacteria_16S 2450457 2450426 1 32 gi|219857419|ref|NR_025007.1| Laceyella putida 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

676256 Bacteria_16S 2453530 2453499 1 32 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

676256 Bacteria_16S 2467151 2467116 1 36 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

676256 Bacteria_16S 2501680 2501645 1 36 gi|219857381|ref|NR_024969.1| Legionella waltersii 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

676256 Bacteria_16S 2503186 2503151 1 36 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
676256 Bacteria_16S 2521435 2521400 1 36 gi|219857363|ref|NR_024951.1| Pseudomonas 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 2520665 2522094 Pseudomonas 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

676256 Bacteria_16S 2522915 2522880 1 36 gi|219857362|ref|NR_024950.1| Pseudomonas 
brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 2522145 2523617 Pseudomonas 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

676256 Bacteria_16S 2528987 2528952 1 36 gi|219857358|ref|NR_024946.1| Pseudomonas fragi 


strain ATCC 4973 16S ribosomal RNA, partial sequence 2528225 2529682 Pseudomonas fragi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


676256 Bacteria_16S 36 
strain DSM 12272 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
676256 Bacteria_16S 2533551 25335201 32 gi 
strain A3.12 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 
676256 Bacteria_16S 2548156 2548125 1 32 gi 
meridiei strain S10 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptoc 
676256 Bacteria_16S 2555741 2555706 1 36 gi 
strain CIP 105469 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
676256 Bacteria_16S 2557307 2557272 1 36 gi 
strain CIP 105470 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
676256 Bacteria_16S 2561933 2561898 1 36 gi 
strain CIP 105259 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
676256 Bacteria_16S 2571066 2571031 1 36 gi 
strain CIP 105274 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
676256 Bacteria_16S 2580187 2580152 1 36 gi 
strain CFML 96-198 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
676256 Bacteria_16S 2581753 2581718 1 36 gi 
strain CIP 104664 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
676256 Bacteria_16S 2583323 2583288 1 36 gi 
strain CIP 104883 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
676256 Bacteria_16S 2584892 2584857 1 36 gi 
strain CFML 96-170 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
676256 Bacteria_16S 2586472 2586437 1 36 gi 
mediterranea strain MMB1 16S ribosomal RNA, complete se 
mediterranea MMB-1 Bacteria; Proteobacteria; Gammaprote 
676256 Bacteria_16S 2595730 2595695 1 36 gi 
strain CIP 105273 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
676256 Bacteria_16S 2597296 2597261 1 36 gi 
strain CIP 105460 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
676256 Bacteria_16S 2606508 2606477 1 32 gi 
burkinensis strain HDv 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
676256 Bacteria_16S 2621962 26219311 32 gi 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Plano 
676256 Bacteria_16S 2634128 2634097 1 32 gi 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Plano 
676256 Bacteria_16S 2643393 2643362 1 32 gi 
campinasensis strain 324 16S ribosomal RNA, partial seq 
campinasensis Bacteria; Firmicutes; Bacillales; Paeniba 
676256 Bacteria_16S 2682557 2682526 1 32 gi 
straminisolvens strain CSK1 16S ribosomal RNA, partial 
straminisolvens Bacteria; Firmicutes; Clostridia; Clost 
676256 Bacteria_16S 2697265 2697234 1 32 gi 
voinovskiensis strain TH13 16S ribosomal RNA, partial s 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacill 
676256 Bacteria_16S 2698819 2698788 1 32 gi 
MA001 16S ribosomal RNA, partial sequence 
Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 2706457 2706426 1 32 gi 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial s 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacilla 
676256 Bacteria_16S 2709419 2709388 1 32 gi 
strain AA08 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
676256 Bacteria_16S 2713802 27137711 32 gi 


2530485 2530450 1 gi 


16S ribosomal RNA, partial sequence 2529733 25312 
one 


2532800 25342 


oc 


na 


2698052 2699555 Ba 


2708714 27 
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ostridiu 
219857355 
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219857345 
25473 
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219857340 
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25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857277 
quence 
obacteria; 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857264 
nce 26057 
ibrionales 
219857251 
ence 26212 
microbium. 
219857236 
sequence 
coccaceae; 
219857229 
uence 
cillaceae; 
219857201 
sequence 
ridiales; 
219857190 
equence 
aceae; Ano 
219857189 
cil 


219857184 
equence 
les Family 
219857182 
101 
Acetobacte 


mM. 


orac 


Desu 


ref|NR_024945.1| Clostridium gasigenes 
15 Clostridium gasigenes Bacteria; 


ref|NR_024943.1| Peredibacter starrii 

56 Peredibacter starrii Bacteria; 

aceae; Peredibacter. 

ref |NR_024933.1| Desulfosporosinus 

74 2548878 Desulfosporosinus meridiei 

1lfosporosinus. 

ref|NR_024928.1| Pseudomonas gessardii 

74 2556489 Pseudomonas gessardii 

seudomonadaceae; Pseudomonas. 

ref|NR_024927.1| Pseudomonas migulae 

40 2558055 Pseudomonas migulae Bacteria; 

aceae; Pseudomonas. 

ref|NR_024924.1| Pseudomonas mosselii 

68 2562680 Pseudomonas mosselii Bacteria; 

aceae; Pseudomonas. 

ref|NR_024918.1| Pseudomonas jessenii 

99 2571813 Pseudomonas jessenii Bacteria; 

aceae; Pseudomonas. 

ref|NR_024912.1| Pseudomonas cedrina 

20 2580935 Pseudomonas cedrina Bacteria; 

aceae; Pseudomonas. 

ref|NR_024911.1| Pseudomonas rhodesiae 

86 2582507 Pseudomonas rhodesiae 

seudomonadaceae; Pseudomonas. 

ref|NR_024910.1| Pseudomonas monteilii 

58 2584074 Pseudomonas monteilii 

seudomonadaceae; Pseudomonas. 
Pseudomonas orientalis 


, 
ref|NR_024909.1 
monas orientalis 
Pseudomonas. 


25 2585640 Pseudo 
seudomonadaceae; 
Marinomonas 
4 Marinomonas 


ref |NR_024908.1 
2585691 258722 
Oceanospirillales; Marinomonas. 
ref|NR_024902.1| Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 


61 2596478 Pseudo 
aceae; Pseudomon 

Pseudomonas libanensis 

monas libanensis 


ref|NR_024901.1 

29 2598044 Pseudo: 
Pseudomonas. 
Desulfovibrio 


seudomonadaceae; 

ref |NR_024895.1 

22 2607261 Desulfovibrio burkinensis 

; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_024881.1| Planomicrobium 

00 2622680 Planomicrobium mcmeekinii 


Planomicrobium 
1 Planomicrobium 


ref |NR_024864.1 
2633347 263479 
Planomicrobium. 
ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 


Paenibacillus 
1 Paenibacillus 


Clostridium 
8 Clostridium 
Clostridium. 
Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


NR_024817.1 
asahii Bacte 


NR_024812.1 
2705678 270719 


Exiguobacterium 
1 Exiguobacterium 
» Incertae Sedis; Exiguobacterium. 
NR_024810.1| Asaia krungthepensis 
24 Asaia krungthepensis Bacteria; 
raceae; Asaia. 


219857179 


strain SHK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhy 


gromyxa. 


ref|NR_024807.1| Enhygromyxa salina 


2713036 2714515 Enhygromyxa salina Bacteria; 


676256 Bacteria_16S 2721441 27214101 32 gi|219857174|ref|NR_024802.1| Sulfurovum 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

676256 Bacteria_16S 2726035 2726004 1 32 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 2755758 2755727 1 32 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
676256 Bacteria_16S 2761782 2761751 1 32 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

676256 Bacteria_16S 2778507 2778476 1 32 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 2789121 2789090 1 32 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 2810023 2809992 1 32 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

676256 Bacteria_16S 2816014 2815979 1 36 gi|219856913|ref|NR_024734.1| Pseudomonas 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 2815260 2816748 Pseudomonas 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

676256 Bacteria_16S 2825069 2825038 1 32 gi|219856907|ref|NR_024728.1| Asaia bogorensis 


strain 71 16S rib 
Proteobacteria; A 


676256 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


676256 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


676256 Bacteria_16 


strain ATCC 13522 
Bacteria; Proteob 


676256 Bacteria_16 


strain ATCC 33616 
Bacteria; Proteob 


676256 Bacteria_16 


strain ATCC 49968 
Bacteria; Proteob 


676256 Bacteria_16S 
6S ribosomal RNA, partial sequence 2872057 28735 


strain IFO15566 1 
Firmicutes; Bacil 


676256 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


676256 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


676256 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


676256 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


676256 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


676256 Bacteria_16S 


strain IFO 15467 


Proteobacteria; G 


676256 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


osomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 

2874426 2874395 1 32 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2879147 2879116 1 32 gi 


s 
ba 


laceae; Bacillus. 

2920285 2920250 1 36 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


cE 
ct 


2921841 2921806 1 36 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2923377 2923342 1 36 gi 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2930759 2930724 1 36 gi 


ue 
al 


ne 
na 


ammaproteobacteria; Oceanospirillales; O 
2933778 2933743 1 36 gi 
IFO 15466 16S ribosomal RNA, partial 


ia; Proteobacteria; Gammaproteobacteri 


se 
a; 


676256 Bacteria_16S 


multivorum strain 


2936766 2936735 1 
AIU 301 16S ribosomal RNA, 


32 gi 
complete seq 


2824364 28257 


219856875 


219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 


219856843 


219856842 


219856841 


219856836 


16S ribosomal RNA, partial sequence 2930007 29314 


219856834 


219856832 


ref |NR_024694.1 
equence 2873633 287517 
cillus. 
ref 


lus 


NR_024691.1 
flexus Bacte 


NR_024662.1 
0 
P 


ref rn 
2919511 29210 
eudomonadales; 


sequence 
eria; Ps 
ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref |NR_024653.1 

2933018 293448 
ales; Altero 


nce 


es; Euba 


e 29226 
dales; X 
ceanobac 


quence 
Alteromonad 


ref|NR_024651.1 


uence 2936039 293748 


74 Asaia bogorensis Bacteria; 


lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 
2851085 2851050 1 36 gi|219856890|ref|NR_024709.1| Pseudomonas 
n ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
ria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2852654 2852619 1 36 gi|219856889|ref|NR_024708.1| Pseudomonas geniculata 
16S ribosomal RNA, partial sequence 2851886 2853382 Pseudomonas geniculata 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 
s 2854189 2854154 1 36 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
s 2857333 2857298 1 36 gi| 219856886 |ref|NR_024705.1| Pseudomonas cissicola 
16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
s 2858872 2858837 1 36 gi|219856885|ref|NR_024704.1| Pseudomonas lundensis 
16S ribosomal RNA, partial sequence 2858110 2859620 Pseudomonas lundensis 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
2872836 2872805 1 32 gi|219856876|ref|NR_024695.1| Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus flexus strain 
ria; Firmicutes; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Eubacterium 
6 Eubacterium 
cterium. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Oceanobacter kriegii 


kriegii Bacteria; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Acidiphilium 
9 Acidiphilium 


NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCAGAGCTTGCTCTG 
TGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTGGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATACGAGACACCACCGCATG 
GTGAGTGTTTGGAAAGATTTTTCGGTCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAG 
GGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGA 
GGGATGACGGCCTTCGGGTTGTAAACCTCTTTTGGCAGGGAAGAAGCTTCGGGTTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGGTGTGAAAACCCCAGGGTCAACCTCGGGCTGCAG 
TGGGTGGGGGCAGACTAGAGTGCGGTAGGGGAGAGTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTG 
GGCCGTTACTGACGCTGAGGAGCGAAAGGGTGGGGAGCGAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCTTTCCA 
CGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGANTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCA 
TGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAACGCCGTAGAAATACGGAACTCTTTGGACACTGGTGTACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCGGCGATAC 
CGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCTGTCGAAGGT 
GGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACAC 
GTGAGTAATCTGCCCTTGACTCTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATATGACACATAGCCGCATGGTTTGTGTGTGGAAAGATTTATCGGTCAA 
GGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGACTGAGACACG 
GCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGCTTCGGGTCGTAAACCTCTT 
TCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGCTGTGAAAACTCAGGGCTTAACCCTGAGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCACTAACGCATTAAGCGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTT 
ACCAAGGCTTGACATGGGGTGAAAACTCGCAGAGATGCGGGGTCCGCAAGGGCGCCTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGT 
CAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCAGTACAAAGGGCTGCGAGACCGTGAGGTGGAGNGAATCCCAAAAAGCTGGTCTCA 
GTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCGTAAGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTAGGACGAAGTCGTAACAAGGT 
AACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATG 
CAAGTCGAACGGTGAACCTCTTCGGAGGGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAATCTGCCTCTGACTCTGGGATAACCACGGGAAACGGTGGCTA 
ATACCGGATATGACACATGGCTGCATGGTCTGTGTGTGGAAAGTTTTTCGGTCAGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGA 
AAGCCTGACGCAGCGACGCNNAATGAGGGATGAAGGCTTCGGGTCGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGCTGTGAAAACC 
TAGGGCTTAACTCTGGGCGTGCAGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAC 
ACCGGTGGCGAAGGCGGGTCTCTGGGCCACTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGG 
GCGCTAGGTGTGGGGCACATTCCACGTGTTCTGCGCCGCACTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGGGTGAAAACTCGTAGAGATACGGGGTCCGCAA 
GGGCGCCTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTTAT 
GGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGC 
CAGTACAAAGGGCTGCGAGACCGTGAGGTGGAGTTAATCCCAAAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGT 
AATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGATGGCCTAACCCGT 
AAGGGAGGGAGTCGTCGAAGGTGGGACTGGCGATTAGGACGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGACGAACGGGTGAGTAACGCGTAGGTAACCTACCTCATAGCGGG 
GGATAACTATTGGAAACGATAGCTAATACCGCATAAGAGAGACTAACGCATGTTAGTAATTTAAAAGGGGCAATTGCTCCACTATGAGATGGACCTGCGTTGTAT 
TAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAATG 
ATGGTGGGAGTGGAAAATCCACCAAGTGACGGTAACTAACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGG 
ATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGAAGTTAAAGGCATTGGCTCAACCAATGTACGCTTTGGAAACTGGAGAACTTGAGTGCAGAAG 
GGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCCTTTCCGGGGCTTAGTGCCGGAGCTAACGCATTAA 
GCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAGGTCTTGACATCCCGATGCCCGCTCTAGAGATAGAGTTTTACTTCGGTACATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTTAAAGCCAA 
TCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCACGAGAGTTTGTAACACCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCAGGCCTAACACAT 
GCAAGTCGAACGGTAACAGGRATCAGCTTGCTGATTCGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAA 
ACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGG 
CTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCT 
CATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACG 
CAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGT 
AGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGC 
CGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCAC 
GGAAGTTTTCAGAGATGAGAATGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCT 
TACGACCAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTG 
CAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAAAGCCCGCAA 


multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acidiphilium. 

676256 Bacteria_16S 2973130 2973095 1 36 gi| 219846941 |ref|NR_026533.1| Pseudomonas 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

676256 Bacteria_16S 2974692 2974657 1 36 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

676256 Bacteria_16S 2991481 2991446 1 36 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

676256 Bacteria_16S 2992975 2992940 1 36 gi|219846928|ref|NR_026520.1| Legionella brunensis 
strain 441-1 16S ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 


Proteobacteria; 


thermoruber strai 
Bacteria; Firmicu 


676256 Bacteria_16S 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
676256 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


immobile strain E 
Bacteria; Proteob 


cylindrosporum st 
cylindrosporum Ba 


676256 Bacteria_16S 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


676256 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


676256 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


676256 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


676256 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


676256 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


676256 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


676256 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; G 


676256 Bacteria_16S 


G 


2999066 2999035 1 


eria; Firmicutes; 
3002206 3002175 1 
tes; Bacillales; 


3003722 3003691 1 


3026227 3026196 1 


3033908 3033873 1 


cteria; Firmicutes; 


3083932 3083901 1 


teria; 
r. 


Firmicutes; 


3118404 3118373 1 
n TF2 16S ribosomal RNA, 
acteria 


a 
3121402 31213711 
n RAOx- 
ria; Firmicutes; 
3122949 3122918 1 
RAOx1 
tes; Bacillales; 
3154536 3154505 1 
SM 765 
tes; Clostridia; 
3156124 3156093 1 
n DSM 6115 16S 
115 Bacteria; Firmicutes; 
3177405 3177370 1 

16S rib 
ammaproteobacteria; 
3181898 3181863 1 
S ribos 
ammaproteobacteria; 
3183450 3183415 1 


strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 31841 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
676256 Bacteria_16S 3185002 3184967 1 36 gi|219846798|ref|NR_026390.1 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 31857 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
676256 Bacteria_16S 3186554 3186519 1 36 gi| 219846797 |ref|NR_026389.1 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 31872 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
676256 Bacteria_16S 3188106 3188071 1 36 gi|219846796|ref|NR_026388.1 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 318884 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 
Xanthomonas. 

676256 Bacteria_16S 3189658 3189623 1 36 gi| 219846795 |ref|NR_026387.1 


strain LMG 690 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Legionellales; Leg 
676256 Bacteria_16S 
flavithermus stra 
flavithermus Bact 
676256 Bacteria_16S 


32 


in DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


32 


n BT2 16S ribosomal RNA, partial seque 
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32 


32 


16S ribosomal RNA, partial sequence 
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676256 Bacteria_16S 


36 
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32 
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32 


complete sequ 
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32 
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Paenibacillaceae; Ane 
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Acet 
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gi ref 
Pseudomonad 
gi| 219846800 
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ref 


L 


2998293 29998 
baci 
33 3002946 Brevi 
97 3004478 Gluco 


Acet 


10 3026975 Pheny 
aulo 


3033166 30346 


80 3119160 Gluco 


120644 31221 


91 3123687 Ammon 


64 3155274 Desul 


155325 31569 


egionella. 
NR_026516.1 


llus. 
NR_026514.1 


NR_026513.1 


obacteracea 
NR_026498.1 
bacteraceae; 
NR_026492.1 
4 
ridiaceae; 
NR_026458.1 
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s; Thermoan 


NR_026435.1 


obacteracea 
NR_026433.1 
4 
inibacillus 
NR_026432.1 
a 
group; Ammon 
NR_026411.1 
£ 
1fosporosinu 
NR_026410.1 
0 
Peptococcac 
NR_026395.1 


e; Pseudomon 
NR_026392.1 


e; Xanthomon 
NR_026391.1 


1 


b 


n 


e 


1 


Cc 


a 


n 
e 


Anoxybacillus 
6 Anoxybacillus 


Brevibacillus 
acillus thermoruber 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Clostridium 

4 Clostridium 
lostridium. 
Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


’ 


Gluconacetobacter 

acetobacter intermedius 

; Gluconacetobacter. 
Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 

Ammoniphilus 

philus oxalaticus 

iphilus. 

Desulfosporosinus 

osporosinus orientis 

Ss. 

Desulfotomaculum 

1 Desulfotomaculum 

eae; Desulfotomaculum. 

Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 

Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


3188896 3190397 Xanthomonas cucurbitae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


676256 Bacteria_16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


676256 Bacteria_16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


676256 Bacteria_16S 


strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 


676256 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


676256 Bacteria_16S 


3191210 31911751 36 


3192762 31927271 36 


3194312 3194277 1 36 


3195864 3195829 1 36 


3245752 32457211 32 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 
676256 Bacteria_16S 
strain LLAP12 16S 
Bacteria; 
676256 Bacteria_16S 


Listeriaceae; 


Listeria. 


3266690 3266655 1 36 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


3268108 3268073 1 36 


strain L2 16S ribosomal RNA, partial sequence 


676256 Bacteria_16S 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


676256 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


676256 Bacteria_16S 


strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


676256 Bacteria_16S 


strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


676256 Bacteria_16S 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


albilineans Bacteria; 
Xanthomonas. 
676256 Bacteria_16S 
strain ATCC 33048 
Bacteria; Firmicutes; 
676256 Bacteria_16S 

frateurii strain 


Gluconobacter. 
676256 Bacteria_16S 
pseudalcaliphilus 
pseudalcaliphilus 
676256 Bacteria_16S 


strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 35386 
Bacillales; 


Firmicutes; 


676256 Bacteria_16S 


strain DSM 8720 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 


676256 Bacteria 16S 


strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 35433 
Bacillales; 


Firmicutes; 


676256 Bacteria _ 16S 


strain DSM 8715 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
676256 Bacteria_16S 


DSM 6307 16S ribosomal RNA, 
Bacillaceae; 


Bacillales; 
676256 Bacteria_16S 


liquefaciens strain IFO 12388 16S ribosomal RNA, partial 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Gluconacetobacter. 
676256 Bacteria_16S 
strain NCIB 8621, 
Bacteria; 
Acetobacter subgen. 
676256 Bacteria_16S 


Proteobacteria; 


Bacteria; 


3289404 3289369 1 36 


3290929 3290894 1 36 
3292481 3292446 1 36 
3294033 3293998 1 36 


3295583 3295548 1 36 


3411234 3411203 1 32 


16S ribosomal RNA, partial sequence 
Clostridia; 


3418616 3418585 1 32 


IFO 3264 16S ribosomal RNA, partial sequence 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; 


3534784 3534753 1 32 


DSM 8725 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
3537909 3537878 1 32 
Bacillus. 

32 


Bacillaceae; 
3541050 3541019 1 


Bacillus. 
32 


Bacillaceae; 
3542607 3542576 1 


Bacillus. 
32 


Bacillaceae; 
3544161 35441301 


Bacillus. 
32 


Bacillaceae; 
3545717 3545686 1 
complete sequence 
Bacillus. 


3554909 3554878 1 32 


3570037 3570006 1 32 


DSM 3508 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Acetobacter. 


3574587 3574556 1 32 


omal RNA, partial sequence 


omal RNA, partial sequence 


somal RNA, partial sequence 3193552 31950 


Clostridiales; Veillonellaceae; 


complete sequence 3540266 35417 


complete sequence 3543393 35448 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 


gi|219846792 


gi|219846791 
3195102 31966 


gi| 219846757 
3244997 32464 


gi| 219846743 
3265947 32672 


gi|219846742 
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gi| 219846725 
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gi|219846724 
Xantho: 


219846637 
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gi 
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Rhodospi 


gi| 219846553 
Bacillaceae; 
gi|219846551 


gi|219846549 


gi|219846548 


gi| 219846547 


gi|219846546 
3544949 35464 


219846540 
sequence 
Rhodo 


gi 


gi|219846529 


ref |NR_026386.1 
Xanthomon 
ref|NR_026385.1 
Xanthomon 
ref|NR_026384.1 
Xanthomon 
ref |NR_026383.1 
Xanthomon 


ref|NR_026349.1 


ref |NR_026335.1 
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ref|NR_026334.1 


ref|NR_026320.1 
Xanthomon 
ref|NR_026319.1 
Xanthomon 
ref|NR_026318.1 
Xanthomon 
ref|NR_026317.1 
Xanthomon 
ref|NR_026316.1 

3294823 329632 
monadales; Xanth 


ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref|NR_026224.1 

3417892 341936 
rillales; Acetob 


3534017 353553 
Bacillus. 
ref |NR_026143.1 
44 Bacillus 


ref|NR_026141.1 
87 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026138.1 
54 Bacillus 


spirillales; 


NR_026121.1 
3569313 357079 
Acetobacteraceae 


gi|219846526 


cohnii Bacteria; 


, 


ref |NR_026118.1 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


Xanthomonadales; Xanthomonadaceae; as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


Xanthomonadales; Xanthomonadaceae; as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


Xanthomonadales; Xanthomonadaceae; as. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
as. 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


Legionellaceae; ionella. 


Legionella lytica 


25 Legionella lytica Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
as. 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
as. 


Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
as. 


Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
as. 


Xanthomonas 


2 Xanthomonas 
omonadaceae; 


Dialister pneumosintes 


ter pneumosintes 


Gluconobacter 


7 Gluconobacter 
acteraceae; 


Bacillus 


4 Bacillus 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Gluconacetobacter 


7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 


2 Acetobacter aceti 


Acetobacter; 


Gluconobacter oxydans 


strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 


676256 Bacteria_16S 


strain WO-44C 16S 


Proteobacteria; Gammaproteobacteria; Legionellales; Legio 
676256 Bacteria_16S 


stercorarium subs 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


676256 Bacteria_16S 


Firmicutes; Clost 


676256 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


676256 Bacteria_16S 


strain 743A 16S r 


Firmicutes; Clost 


3576150 3576115 1 36 gi 
ribosomal RNA, partial sequence 


3582082 3582051 1 32 gi 
p. thermolacticum strain TX41 16S riboso: 


3591394 3591363 1 32 gi 
in LMD 22.1 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacteri 


219846525 
3575389 35768 


219846515 
equence 
Rhodospirillales; Acetobacteraceae; 


ref|NR_026117.1 


ref |NR_026113.1 


Legionella feeleii 


54 Legionella feeleii Bacteria; 
nellaceae; Legionella. 
219846521 
mal RNA, 

Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 
Clostridiaceae; Clostridium. 
676256 Bacteria_16S 


Clostridium 


partial sequence 3581316 3582832 
Clostridia; 


Clostridiales; 


Acetobacter 
8 Acetobacter 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium 
3 Clostridium 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Planococcus kocurii 


3592922 3592887 1 36 gi|219846513|ref|NR_026105.1 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 

ridia; Clostridiales; Clostridiaceae; Clostridium. 
3594453 3594422 1 32 gi|219846512|ref|NR_026104.1 

ain DSM 1351 16S ribosomal RNA, partial sequence 3593717 359520 

teria; Firmicutes; Clostridia; Clostridi Clostridiaceae; Clostridium. 
3595991 3595956 1 36 gi|219846511|ref|NR_026103.1 

ibosomal RNA, partial sequence 3595254 35967 

ridia; Clostridiales; Clostridiaceae; Clostridium. 
3609757 3609726 1 32 gi|219846499|ref|NR_026091.1 


676256 Bacteria_16S 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 


Firmicutes; Bacil 


676256 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


676256 Bacteria_16S 


chlororespirans s 
chlororespirans B 


676256 Bacteria_16S 


thermocisternum s 
thermocisternum B 


676256 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


676256 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


676256 Bacteria_16S 


AS145 16S ribosom 
Alphaproteobacter 


676256 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


676256 Bacteria_16S 
strain B62 16S ribosomal RNA, 


Proteobacteria; G 


676256 Bacteria_16S 
ATCC 35205 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


676256 Bacteria_16S 


cellulosolvens st 


cellulosolvens ATCC 35603 Bacteria; 


Ruminococcaceae. 


676256 Bacteria_16S 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
676256 Bacteria_16S 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 
amylolyticus Bacteria; 
676256 Bacteria_16S 
oryzihabitans strain L-1 16S ribosomal RNA, 
oryzihabitans Bacteria; 


Pseudomonas. 


lales; Planococcaceae; Planococcus. 
3611238 3611207 1 32 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3629156 3629121 1 36 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomona 
3685585 3685554 1 32 gi 
train Co23 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clostri 
3764787 3764756 1 32 gi 
train ST90 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clostri 
3766302 3766267 1 36 gi 
W218 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovib 
3776800 3776769 1 32 gi 
A8444 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Syntrophob 
dus. 
3788807 3788772 1 36 gi 
al RNA, partial sequence 
ia; Rickettsiales; Anaplasmataceae; Ehrl 
3799410 3799375 1 36 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3809951 3809916 1 36 gi 
complete sequence 


3829924 3829893 1 32 gi 


ridia; Clostridiales; Heliobacteriaceae; 
3850952 3850921 1 32 gi 
rain ATCC 35603 16S ribosomal RNA, parti 


Firmicutes; Clostridi 
3883100 3883069 1 32 gi 

Thermoanaerobacteraceae; 
3904623 3904592 1 32 gi 


Firmicutes; Bacillales; Paenibacil 
3906164 3906129 1 36 gi 


Proteobacteria; 


219846498 
3610451 3611882 Planoc 


219846486 
3628374 3629910 Pseudomonas aeruginosa 


219846447 


diales; 
219846388 


diales; 
219846387 
3765567 3766920 Desulf 
rionales; Desulfovibrion 
219846379 
3775978 3777536 Thermo 
acterales; Syntrophobact 


e 


219846371 
3788062 3789489 Ehrlichia 


219846363 
3798661 38001 


219846356 
3809177 38107 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
219846342 
3829173 38306 


a; 
219846307 
finnii Bacteria; Firmicutes; 


Thermoanaerobacter. 
219846292 


laceae; 
219846291 
complete sequence 


Gammaproteobacteria; Pseudomonadales; Pse 


676256 Bacteria_16S 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 
okeanokoites Bacteria; 


3930616 3930585 1 32 gi 


Firmicutes; Bacillales; 


219846274 


Planococcaceae; 


ref|NR_026090.1 


ref|NR_026078.1 
Pseudomonadaceae; 
ref |NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025978.1 


ref|NR_025970.1 


ref |NR_025962.1 


muris Bacte 


ref|NR_025954.1 


ref |NR_025947.1 
Pseudomon 


ref |NR_025932.1 


ref|NR_025918.1 
385021 
Rumino 
ref |NR_025897.1 


388233 


ref |NR_025882.1 

390383 
Paenibacillus. 
ref|NR_025881.1 


3905392 390691 


Clostridia; 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Pseudomonas aeruginosa 


Pseudomonas. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 
Heliobacterium. 
219846328 
al sequence 
Clostridiales; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Thermoanaerobacter 
8 3883860 


Paenibacillus 
4 3905341 Paenibacillus 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


ref |NR_025864.1 
3929851 393132 


Planomicrobium. 


Planomicrobium 
2 Planomicrobium 


676256 Bacteria_16S 
strain Karp 16S r 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
676256 Bacteria_16S 
extorquens strain 
extorquens Bacter 


Methylobacterium. 


676256 Bacteria_16S 


strain BN 126 16S 


3934968 3934937 1 32 
ibosomal RNA, partial sequence 


gi 


3939330 3939299 1 
TK 0001 16S ribosomal RNA, 


32 gi 


3940785 3940754 1 32 
ribosomal RNA, partial sequence 


gi 


3942231 3942200 1 
osomal RNA, partial sequence 


32 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


676256 Bacteria_16S 
organovorum strai 
Proteob 
676256 Bacteria_16S 
strain PW2 16S ri 


Bacteria; 


3943692 3943661 1 32 gi 


3945151 39451201 32 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


676256 Bacteria_16S 


strain Lhet2 16S 


3946612 3946581 1 32 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


676256 Bacteria_16S 


strain KLB 16S ri 


3948077 3948046 1 32 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


676256 Bacteria_16S 


strain 101 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
676256 Bacteria_16S 3958527 3958496 1 32 gi| 219846253 |ref|NR_025843.1 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 395924 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolacto 
676256 Bacteria_16S 3960060 3960029 1 32 gi|219846252|ref|NR_025842.1 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 39607 

Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 3977799 3977768 1 32 gi|219846240|ref|NR_025830.1 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 397838 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodosp 
Rhodospirillum. 

676256 Bacteria_16S 3993878 3993847 1 32 gi|219846229|ref|NR_025819.1 


strain GS5-97 16S 
Firmicutes; Bacil 


3949534 3949503 1 32 
bosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


complete s 
ia; Proteobacteria; Alphaproteobacteri 


n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


ke 


eq 
a; 


bi 


Ac 


ne 


rd. 


Ac 


Ac 


Ac 


3993148 39945 


219846270 
3934247 39357 


219846266 


219846265 
3940082 39414 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
676256 Bacteria_16S 
strain OP 16S rib 


219846264 
3941522 39429 


219846263 


219846262 


3944448 39458 


219846261 
3945905 39473 


219846260 
3947368 39487 


219846259 
3948831 39502 


ref|NR_025860.1 


e; Rickettsieae; 
ref|NR_025856.1 

3938625 394003 
ales; Methylobac 


ttsiacea 


uence 
Rhizobi 


v 


ref|NR_025855.1 
Afifella. 
ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025852.1 


aceae; 


etobacte 


e 39429 
llales; 


etobacteraceae; Acidocel 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref |NR_025849.1 


etobacte 


etobacte 


77 Bacillus firmus Bacteria; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Methylobacterium 
1 Methylobacterium 
teriaceae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidocella facilis 


v 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 

Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Bacillus firmus strain 
Firmicutes; 


Rhodospirillum 
6 Rhodospirillum 


irillaceae; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Planococcus 
9 Planococcus 


Paenibacillus 
2 Paenibacillus 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Streptococcus minor 
minor Bacteria; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Marinobacter 

8 Marinobacter 

omonadaceae; 


Bacteroides capillosus 
oides capillosus 


Anoxybacillus gonensis 
gonensis Bacteria; 


676256 Bacteria_16S 4020936 4020901 1 36 gi|219846209|ref|NR_025799.1 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 402167 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

676256 Bacteria_16S 4043738 4043707 1 32 gi|219846191|ref|NR_025781.1 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 404443 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
676256 Bacteria_16S 4083116 4083085 1 32 gi|219846164|ref|NR_025754.1 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 408382 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
676256 Bacteria_16S 4102555 4102524 1 32 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 4117642 4117607 1 36 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

676256 Bacteria_16S 4169910 4169875 1 36 gi|219846100|ref|NR_025690.1 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 
676256 Bacteria_16S 4191370 4191335 1 36 gi| 219846081 |ref|NR_025671.1 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 419208 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alter 
Marinobacter. 

676256 Bacteria_16S 4192892 4192861 1 32 gi|219846080|ref|NR_025670.1 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacter 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
676256 Bacteria_16S 4197399 4197368 1 32 gi| 219846077 |ref|NR_025667.1 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

676256 Bacteria_16S 4198817 4198786 1 32 gi|219846076|ref|NR_025666.1 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 419951 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


Paenibacillus 
0 Paenibacillus 


676256 Bacteria_16S 4221663 4221632 1 32 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 
676256 Bacteria_16S 4230674 4230643 1 32 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
676256 Bacteria_16S 4239723 4239692 1 32 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
676256 Bacteria_16S 4241182 42411511 32 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
676256 Bacteria_16S 879280 879234 63 108 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
Prochlorococcaceae; Prochlorococcus. 
676256 Bacteria_16S 2087805 2087771 5 39 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 
676256 Bacteria_16S 423672 423641 1 32 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
676256 Bacteria_16S 44512 44480 76 108 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 
676256 Bacteria_16S 56767 56735 76 108 gi| 265679026 |ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
676256 Bacteria_16S 58268 58236 76 108 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
676256 Bacteria_16S 161550 161518 76 108 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
676256 Bacteria_16S 181268 181236 76 108 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
676256 Bacteria_16S 187495 187463 76 108 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
676256 Bacteria_16S 207498 207466 76 108 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
676256 Bacteria_16S 209051 209019 76 108 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
676256 Bacteria_16S 212159 212127 76 108 gi| 265678921 |ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
676256 Bacteria_16S 269866 269834 76 108 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
676256 Bacteria_16S 314002 313970 76 108 gi|265678851|ref|NR_029157.1] Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
676256 Bacteria_16S 323021 322989 76 108 gi|265678845|ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
676256 Bacteria_16S 439197 439157 1 41 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 
676256 Bacteria_16S 483388 483356 76 108 gi|265678729|ref|NR_029034.1| Dethiosulfovibrio 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
676256 Bacteria_16S 511119 511087 76 108 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
676256 Bacteria_16S 511176 511136 1 41 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; Geobacil 


lus. 


676256 Bacteria_16S 
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676256 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


676256 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


676256 Bacteria_16S 


fructosovorans st 
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676256 Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 
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dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 
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NR_028699.1 
9 


vibrionales; 


NR_028020.1 
° 
yntrophobact 
NR_027582.1 
° 
stales; Syne 
NR_027531.1 
b 
ceae; Aminob 
NR_025558.1 

168328 
stridiaceae; 


NR_025554.1 


NR_025499.1 
i 
rhodospirace 
NR_025318.1 


chromatium. 
NR_025315.1 


omatium. 
NR_025298.1 
6 
llaceae; Ana 
NR_025239.1 
8 
iales; Ectot 
NR_025081.1 
° 
Dethiosulfov 
NR_025019.1 
5 
idiaceae; Cl 
NR_025007.1 


NR_025006.1 
4 


; Seinonell 
NR_025005.1 


a. 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Clostridium 
5 1684702 Clostridium 

Clostridium. 

Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Isochromatium buderi 
buderi Bacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Clostridium 
3 Clostridium 
ostridium. 
Laceyella putida 


92 Laceyella putida Bacteria; 


Seinonella 
3 Seinonella 


Thermoflavimicrobium 


2452794 2454268 Thermoflavimicrobium 


676256 Bacteria_16S 
strain DSM 12769 
Proteobacteria; G 
676256 Bacteria_16S 
strain ILE-3 16S 
Synergistetes; Sy 
676256 Bacteria_16S 
acidaminophila st 
acidaminophila Ba 
676256 Bacteria_16S 
frigidicarnis str 
frigidicarnis Bac 
676256 Bacteria_16S 
nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 
676256 Bacteria_16S 
haemolyticum stra 
haemolyticum Bacteria; 
676256 Bacteria_16S 
nitritogenes stra 
nitritogenes Bacteria; 
676256 Bacteria_16S 
strain JCM 6484 1 
Firmicutes; Clost 
676256 Bacteria_16S 
strain JCM 9989 1 
Firmicutes; Clost 
676256 Bacteria_16S 
marianensis strai 
marianensis Bacte 
Thermaerobacter. 
676256 Bacteria_16S 
caldus strain KU 
Proteobacteria; G 
676256 Bacteria_16S 
polyendosporus st 
polyendosporus Ba 
676256 Bacteria_16S 
strain DS1 16S ri 
Firmicutes; Clost 
676256 Bacteria_16S 
multipotens strai 
Bacteria; Proteob 
676256 Bacteria_16S 
propionica strain 
Bacteria; Proteob 
676256 Bacteria_16S 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 
676256 Bacteria_16S 
strain CE2203 16S 
Proteobacteria; G 
676256 Bacteria_16S 
strain WV6 16S ri 
Firmicutes; Clost 
676256 Bacteria_16S 
strain DSM 10365 
Firmicutes; Clost 
676256 Bacteria_16S 
strain DSM 6836 1 
Firmicutes; Clost 
676256 Bacteria_16S 
acetireducens str 
acetireducens Bac 
676256 Bacteria_16S 
strain DSM 1785 1 
Firmicutes; Clost 
676256 Bacteria_16S 


ria; 


nergistia; 


cteria; 


teria; 


teria; 


ridia; 


ridia; 


cteria; 


teria; 


ridia; 


ridia; 


teria; 


ridia; 


2506188 2506156 76 


2560347 2560315 76 


2566478 2566446 76 


Firmicutes; 
2569461 2569429 76 


Firmicutes; 
2757280 2757248 76 


Firmicutes; 
2793341 2793309 76 


Firmicutes; 
2886627 2886595 76 


Firmicutes; 
2888153 2888121 76 


Clostridiales; 
2889676 2889644 76 


Clostridiales; 
2904850 2904818 76 


Firmicutes; 


2997480 2997448 76 


3029268 3029236 76 


Firmicutes; 
3035378 3035346 76 


Clostridiales; 
3079225 3079197 1 


3080801 3080773 1 


3082377 3082349 1 
Proteobacteria; 


3172753 3172721 76 


3248663 3248631 76 


Clostridiales; 
3286344 3286312 76 


Clostridiales; 
3446657 3446626 1 


Clostridiales; 
3483127 3483095 76 


Firmicutes; 
3501333 3501301 76 


Clostridiales; 
3528708 3528676 76 


108 


16S ribosomal RNA, partial sequence 2505486 25069 
ammaproteobacteria; Chromatiales; Ecto 


108 


ribosomal RNA, partial sequence 
Synergistales; 


108 


rain DSM 3853 16S ribosomal RNA, parti 
Clostridia; 


108 


ain SPL77A 16S ribosomal RNA, partial 
Clostridia; 


108 


ain JCM 11223 16S ribosomal RNA, parti 
Clostridia; 


108 


in ATCC9650 16S ribosomal RNA, partial 
Clostridia; 


108 


in JCM 6485 16S ribosomal RNA, partial 
Clostridia; 


108 


6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


108 


6S ribosomal RNA, partial sequence 2888980 28904 
Eubacteriaceae; 


108 


n 7p75a 16S ribosomal RNA, partial seque 
Clostridia; 


108 


16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillale 


108 


rain PS-1 16S ribosomal RNA, partial s 
Clostridia; 


108 


bosomal RNA, partial sequence 


ridia; Clostridiaceae; 


29 


n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


29 


U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 


29 


ain K-119 16S ribosomal RNA, partial s 
Deltaproteobact 


108 


ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chroma 


108 


bosomal RNA, partial sequence 


ridia; Clostridiaceae; 


108 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridiaceae; 


32 


6S ribosomal RNA, partial sequence 3445905 34473 
Clostridiaceae; 


108 


ain DSM 10703 16S ribosomal RNA, parti 
Clostridia; 


108 


6S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


108 


Synergistace 


Clostri 


Clostri 


Clostrid 


Clostrid 


Clostridi 


Clostri 


gi| 219857373 
thiorhodos 
gi| 219857337 
2559665 25611 
ae; 
219857290 
al sequenc 


gi 


Clostr 
gi| 219857288 
sequence 
diales; Cl 
219857148 
al sequenc 


diales; Cl 


gi 


219857121 
sequence 
iales; Clo 
219856865 
sequence 
iales; 
219856864 


gi 


gi 


gi 


Eu 


gi| 219856863 


219856853 
nce 
es; 


gi 


al Clos 


gi|219846925 
s; Acidith 
219846904 
equence 
Clostridiales; C 
gi|219846899 
3034695 30361 
Clostridiu 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 
equence 
eria; Desu 


gi 


gi 


gi 


gi 


gi| 219846806 
3172065 31735 
tiaceae; 
gi| 219846755 
3247999 32493 
Clostridiu 
gi| 219846730 
cl 
gi|219846612 
CL 
219846587 
al sequenc 
diales; Cl 
219846575 


gi 


gi 


cl 


Aminob 


idiales; Veill 


Eub 


ref|NR_024961.1 


pira 
ref 


ceae; 
NR_024925.1 


acterium. 
ref|NR_024921.1 
e 2565759 25672 
onellaceae; 
ref|NR_024919.1 
2568768 25702 
ostridiaceae; C 
ref|NR_024776.1 
e 2756546 27580 
ostr 


ref|NR_024749.1 

2792664 27941 
stridiaceae; Cl 
ref |NR_024684.1 

2885932 28874 
acteriaceae; Eu 
ref |NR_024683.1 


ref|NR_024682.1 


ref |NR_024672.1 

2904128 290561 
tridiales Famil 
ref|NR_026517.1 
iobacillaceae; 
ref|NR_026496.1 

3028583 303003 
lostridiaceae; 
ref|NR_026491.1 


m. 
ref 


NR_026461.1 


esulfurellaceae; 
ref |NR_026460.1 
33 3081558 Desulf 


ref|NR_026204.1 


ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref |NR_026167.1 


gi|219846557 


ref|NR_026149.1 


8 


4 


1 


5 


idiales Fami 


2 


fo} 


0 
b 


y 


57 3079982 Desulf 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 
Alkali 


spirillum. 
Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Anaeromusa 

8 Anaeromusa 

Anaeromusa. 
Clostridium 

8 Clostridium 

ostridium. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


Clostridium 
8 Clostridium 
stridium. 
Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 
bacterium. 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 
Eubacterium. 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 


esulfurellaceae; Desulfurella. 
ref|NR_026459.1] Desulfurella 

3081609 3083134 Desulfurella 
lfurellales; Desulfurellaceae; 
ref |NR_026398.1| Thiorhodococcus minor 
14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 
ref|NR_026347.1| Clostridium isatidis 
30 Clostridium isatidis Bacteria; 
m. 
ref|NR_026322.1| Clostridium pascui 


40 Clostridium pascui Bacteria; 
ostridium. 


Clostridium viride 


86 Clostridium viride Bacteria; 
ostridium. 


Clostridium 

2 Clostridium 
ostridium. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 
ostridium. 


Clostridium quinii 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


Clostridium. 


676256 Bacteria_ 


homopropionicum s 
homopropionicum B 


676256 Bacteria_ 


DSM 316 16S ribos 
Clost 
676256 Bacteria_16S 


Clostridia; 


strain DSM 286 16 
Firmicutes; 


Bacteria; 
strain Pasteur II 
Firmicutes; 


Firmicutes; 


Bacteria; 


Clost 
676256 Bacteria_16S 
paraputrificum st 
paraputrificum Ba 
676256 Bacteria_16S 
thermopalmarium s 
thermopalmarium B 
676256 Bacteria_16S 
acetivorans strai 
Proteob 
676256 Bacteria_16S 


Clost 
676256 Bacteria_16S 
strain 2585 16S r 
Clost 
676256 Bacteria_16S 
helveticus strain 
Proteob 
676256 Bacteria_16S 


16S 


acteria; 
16S 


ridiales; 
ridia; 
cteria; 


Firmicutes; 


acteria; 


ridia; 


ibosomal RNA, 
ridia; 


3530206 3530174 76 
train DSM 5847 16S ribosomal RNA, part 
Firmicutes; 
3531734 3531702 76 
omal RNA, partial sequence 
Clostridiaceae; 
3533180 3533148 76 
S ribosomal RNA, partial sequence 
Clostridiales; 
3550259 3550227 76 
rain ATCC 25780 16S ribosomal RNA, par 


3583576 3583544 76 
train BVP 16S ribosomal RNA, partial s 
Firmicutes; 
3588298 3588270 1 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3711122 3711090 76 
I 16S ribosomal RNA, partial sequence 
Clostridiales; Clostridiaceae; 
3720092 3720060 76 


Clostridiales; 
3808416 3808388 1 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3879903 3879871 76 


108 


Clostridia; 
108 


108 


gi 


Clost 


gi 


gi 


219846556 
ia 
ridiales; 

219846555 


3531057 3532455 Sarci 
Sarcina. 


219846554 


3532506 35339 


1 sequen 


Clostridium 
6 Clostridium 
Clostridium. 

Sarcina maxima strain 
ia; Firmicutes; 


ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026147.1 
na maxima Bacter 


ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 


Clostridiaceae; Sarcina. 
108 gi|219846543|ref|NR_026135.1| Clostridium 
tial sequence 3549572 3551038 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
108 gi|219846520|ref|NR_026112.1| Clostridium 
equence 3582883 3584385 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
29 gi|219846517|ref|NR_026109.1| Desulfurella 
nce 3587507 3589069 Desulfurella acetivorans 
ellales; Desulfurellaceae; Desulfurella. 
108 gi|219846429|ref|NR_026020.1| Clostridium septicum 
3710425 3711931 Clostridium septicum Bacteria; 


108 


complete sequence 
Clostridiaceae; 


29 


108 


gi 


gi 


gi 


Clostridium. 

219846422|ref|NR_026013.1| Clostridium chauvoei 
3719395 3720901 Clostridium chauvoei Bacteria; 

Clostridium. 

219846357|ref|NR_025948.1| Campylobacter 

ence 3807688 3809126 Campylobacter helveticus 

obacterales; Campylobacteraceae; Campylobacter. 

219846309|ref|NR_025899.1| Caloramator fervidus 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

676256 Bacteria_16S 3879960 3879920 1 41 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

676256 Bacteria_16S 4019390 4019355 1 36 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

676256 Bacteria_16S 4172959 4172927 76 108 gi|219846098|ref|NR_025688.1]| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 


676256 Bacteria_16S 


strain R18 16S ri 


5303 5272 


Proteobacteria; Alphaproteobacteria; 


676256 Bacteria_16S 


strain M6 16S rib 


6765 6734 
osomal RNA, partial 


Proteobacteria; Alphaproteobacteria; 


676256 Bacteria_16S 


strain V2 16S rib 


8222 8191 
osomal RNA, partial 


Proteobacteria; Alphaproteobacteria; 


676256 Bacteria_16S 
rain 16910a 16S ribosomal RNA, 
Proteobacteria; 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


676256 Bacteria_16S 
train AA718 16S ribosomal RNA, partial 
Bacteroidetes; 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


676256 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


borkumensis strai 
Bacteria; Proteob 


strain AS2 16S ri 
Firmicutes; Lacto 


676256 Bacteria_16S 
strain CAMZ 16S ribosomal RNA, partia 


thermoacetoxidans 
thermoacetoxidans 


11104 11073 
cteria; 
18833 18798 
acteria; 


44569 
ribosomal RNA, 


44538 


47595 47564 


52284 52253 


bacillales; 


53887 53856 


Bacteria; 


676256 Bacteria_16S 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 


56824 56793 


Firmicutes; 


bosomal RNA, partial sequence 


1 32 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
4584 5982 Bartonella doshiae Bacteria; 
Rhizobiales; Bartonellaceae; Bartonella. 
1 32 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
sequence 6033 7437 Bartonella taylorii Bacteria; 
Rhizobiales; Bartonellaceae; Bartonella. 
1 32 gi| 265679058 |ref|NR_029366.1| Bartonella grahamii 
sequence 7488 8910 Bartonella grahamii Bacteria; 
Rhizobiales; Bartonellaceae; Bartonella. 
1 32 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
complete sequence 10342 11910 Desulfovibrio 


bosomal RNA, partial sequence 


ammaproteobacteria; Oceanospirillales; 
676256 Bacteria_16S 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
676256 Bacteria_16S 


Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
1 36 gi|265679051|ref|NR_029359.1| Hymenobacter 
sequence 18082 19577 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
1 32 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Halomonadaceae; Carnimonas. 
1 32 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
nce 46828 48321 Alcanivorax borkumensis 
irillales; Alcanivoracaceae; Alcanivorax. 
1 32 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 
51487 53037 Enterococcus asini Bacteria; 
Enterococcaceae; Enterococcus. 
1 32 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
1 sequence 53088 54587 Desulfotomaculum 
Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
KE 32 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
56079 57529 Thiocystis gelatinosa 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 


676256 Bacteria_16S 58325 58294 1 32 gi| 265679025 |ref|NR_029333.1 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
676256 Bacteria_16S 62863 62832 1 32 gi|265679022|ref|NR_029330.1 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
676256 Bacteria_16S 


asaccharolytica s 


asaccharolytica B 


Sphingomonas. 


676256 Bacteria_16S 


asaccharolytica s 


asaccharolytica B 


Sphingomonas. 


676256 Bacteria_16S 


strain HQgoel 16S 


Proteobacteria; D 
676256 Bacteria_16S 
strain DM-2 16S r 
Proteobacteria; D 
676256 Bacteria_16S 


67340 67309 76 107 gi 
train Y-345 16S ribosomal RNA, partial 


67397 67366 1 32 gi 
train Y-345 16S ribosomal RNA, partial 


112824 112793 1 32 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterales; 
114422 114391 1 32 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterales; 
122147 122116 1 32 gi 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 


Bacteria; 


moscoviensis stra 
moscoviensis Bact 


676256 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


676256 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


676256 Bacteria_16S 


intestinale strai 
intestinale Bacte 


676256 Bacteria_16S 
thermophilus stra 


thermophilus Bact 
Methylococcus. 


676256 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


676256 Bacteria_16S 


sphaeroides strai 


sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Rhodobacter. 

676256 Bacteria_16S 250542 250511 1 32 gi| 265678895 |ref|NR_029203.1 
strain Benl02 16S ribosomal RNA, partial sequence 249819 25124 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 
676256 Bacteria_16S 252024 251993 1 32 gi|265678894|ref|NR_029202.1 
strain Benl04 16S ribosomal RNA, partial sequence 251300 25272 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 
676256 Bacteria_16S 253499 253468 1 32 gi| 265678893 |ref|NR_029201.1 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Amaricoccus. 

676256 Bacteria_16S 254974 254943 1 32 gi|265678892|ref|NR_029200.1 


F186 16S ribosoma 
Alphaproteobacter 


676256 Bacteria_16S 


strain 166 16S ri 


676256 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
262377 262346 1 32 gi| 265678885 |ref|NR_029191.1 
ain P 1 16S ribosomal RNA, complete sequence 261591 263140 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


Proteob 
676256 Bacteria_16S 


acteria; Deltaproteobacteria; 
125111 125080 1 32 gi 
in NSP M-1 16S ribosomal RNA, partial 


131148 131117 1 32 gi 
ribosomal RNA, complete sequence 


132736 132705 1 32 gi 
ibosomal RNA, complete sequence 
hingobacteria; 
161607 161576 1 32 gi 


Firmicutes; Clostridia; 
179830 179799 1 32 gi 


ria; 


eria; Proteobacteria; 


195156 195125 1 32 gi 


199764 199733 1 32 gi 
eria; Proteobacteria; 


233449 233418 1 32 gi 


1 RNA, partial sequence 


260853 260822 1 32 gi 
bosomal RNA, partial sequence 


teria; Actinobacteria; 
Rubrobacter. 


Rubrobacteridae; 


676256 Bacteria_16S 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 


269923 269892 1 32 gi 


biaceae; 
265679019 
sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


265679019 
sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


265678987 
112043 11359 


Clostridiaceae; 
265678943 
in IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 
Gammaproteobacteria; Methylococcales; 


265678933 
Texas 16S ribosomal RNA, partial sequence 194385 195842 Methyl 
acteria; Gammaproteobacteria; Methylococcales; 
676256 Bacteria_16S 265678930 
in WoAcyl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales; P 
265678907 
n 2.4.1 16S ribosomal RNA, partial sequence 


254252 255652 Afipia broomeae Bacte 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

265678887 
260171 26154 


Rubrobacterales; 


265678880 


Rhizobium/Agrobac 
ref |NR_029327.1 

66694 68135 
Sphingomonadales; 


ref |NR_029327.1 

66694 68135 
Sphingomonadales; 
ref |NR_029295.1 
Syntroph 
ref |NR_029294.1 
Syntroph 


ref|NR_029289.1 


ref [NR_029287.1 
124349 125867 


ref|NR_029283.1 


ref|NR_029282.1 
Rhodothermus 
ref|NR_029263.1 

160899 162283 
Clos 
NR_029251.1 


ref 
Meth 
ref|NR_029241.1 
Methylococcaceae; 


ref|NR_029238.1 
198985 200521 


ref |NR_029215.1 
232719 234184 


ref |NR_029195.1 


Rubroba 


Thiocystis violacea 


Thiocystis violacea Bacteria; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Sphingomonas 
Sphingomonas 

Sphingomonadaceae; 


Sphingomonas 
Sphingomonas 


Sphingomonadaceae; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 
Syntrophaceae; 
265678986 
113641 11518 
Syntrophaceae; 
265678981 
121373 122854 Desulf 
Syntrophobacterales; Syntrophobact 
265678979 
sequence 
eria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 
265678975 
130392 131902 Chrysiogenes 
hrysiogenales; Chrysiogenaceae; Chrysiogenes. 
265678974 
131953 133495 Rhodothermus 
Sphingobacteriales; Rhodothermaceae; 
265678955 
n Catt39 16S ribosomal RNA, partial sequence 
Clostridiales; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 

Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Nitrospira 
Nitrospira 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Rhodothermus marinus 


marinus Bacteria; 


Clostridium 

Clostridium 
tridium. 
Methylococcus 
Methylococcus 
ylococcaceae; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 
Pelobacter 
Pelobacter 
elobacteraceae; 


Rhodobacter 
Rhodobacter 


bacteraceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rubrobacter 
Rubrobacter 

cterineae; 


ref|NR_029186.1 


269183 


Thermoanaerobacterium 
270620 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacterales; Thermoanaerobacterales Family III. 
676256 Bacteria_16S 
CFN 42 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; 
676256 Bacteria_16S 
strain Hbl 16S ribosomal RNA, partial sequence 


272944 272913 1 32 gi 
Rhizobiales; 
276028 275997 1 


Rhizobiaceae; 


32 gi 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


676256 Bacteria_16S 
strain Ben 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
676256 Bacteria_16S 


strain R85-13-6 1 


277579 277548 1 32 gi 


295802 295771 1 32 gi 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


676256 Bacteria_16S 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 
abactoclasticum Bacteria; 
676256 Bacteria_16S 
strain B-3 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
676256 Bacteria_16S 


strain Illinois 1 
strain ATCC 27760 
Bacteria; 


subsp. berkhoffii 
subsp. berkhoffii 


676256 Bacteria_16S 


strain B 16S ribo 


Alphaproteobacteria; 
676256 Bacteria_16S 


strain MB312 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
676256 Bacteria_16S 
strain 941 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhizobiales; 
676256 Bacteria_16S 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
676256 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo 
676256 Bacteria_16S 357892 357861 1 32 gi| 265678816 |ref|NR_029121.1 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 


hongkongensis Bac 
Loktanella. 


676256 Bacteria_16S 


lituiforme strain 
Bacteria; 


Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


denitrificans Bac 
Pseudovibrio. 


676256 Bacteria_16S 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


676256 Bacteria_16S 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


676256 Bacteria_16S 


strain PL7HG1 16S 


effusa strain AP1 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


Firmicutes; 
676256 Bacteria_16S 


298754 298719 1 36 gi 


303297 303262 1 36 gi 


306384 306353 1 32 gi 


309488 309457 1 32 gi 
16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 


318473 318442 1 32 gi 


350631 350600 1 32 gi 
Rhodobacterales; Rhodobacteraceae; 

352064 352033 1 32 gi 
ribosomal RNA, partial sequence 
353526 353495 1 


32 gi 


354985 354954 1 32 
ribosomal RNA, partial sequence 


gi 


356462 356431 1 32 
ribosomal RNA, partial sequence 


gi 


363885 363854 76 107 gi 


372816 372785 76 107 gi 


372873 372842 1 32 gi 


383533 383502 1 32 
ribosomal RNA, partial sequence 


gi 


386677 386646 1 32 gi 
03 16S ribosomal RNA, partial sequence 


265678878 


265678876 
275297 276761 Helicobacter 
Helicobacteraceae; 
265678875 
276812 27827 


265678863 
6S ribosomal RNA, partial sequence 295056 296536 Helicobacter 
Helicobacteraceae; 
265678861 


Tenericutes; Mollicutes; Anaeroplasmatales; 
265678858 
302503 30397 


265678856 
6S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
676256 Bacteria_16S 


plasmataceae; 
265678854 


Ruminococcaceae; 
265678848 
strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 
Bacteria; Proteobacteria; Alphaproteobacteria; 
265678824 
somal RNA, partial sequence 349928 351312 Paracoccus kocurii 
Paracoccus. 
265678823 

351363 35277 
Rhodobiaceae; 
265678821 

352821 35423 
Hyphomicrobiaceae; 
265678820 

354284 35569 
Hyphomicrobiaceae; 
265678818 
355741 357157 Sphingopyxis 


teria; Proteobacteria; Alphaproteobacteria; 


265678812 
FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenyl 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 
676256 Bacteria_16S 
strain A3 16S ribosomal RNA, partial 


365368 365337 76 107 gi|265678811|ref|NR_029116.1 
sequence 364736 36609 
Rhodobacterales; Rhodobacteraceae; Salipiger 

371321 371290 76 107 gi| 265678807 |ref|NR_029112.1 


265678806 


265678806 


265678799 
382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


676256 Bacteria_16S 265678797 


Incertae Sedis; 


Heli 


ref|NR_029181.1 


ref|NR_029169.1 
Heli 
ref|NR_029167.1 

298000 299445 


ref |NR_029164.1 


ref |NR_029162.1 
Neorickettsi 
ref|NR_029160.1 
308774 310144 Rumino 
Ruminococcus. 
ref|NR_029153.1 


Rhizobiales; Bar 
ref|NR_029129.1 
i Ba 
ref|NR_029128.1 


Rhodobium. 
ref |NR_029126.1 


Rhodoplanes. 
ref|NR_029125.1 
Rhodoplanes. 


ref |NR_029123.1 


Rhodobacterales; Rho 


ref|NR_029117.1 


Caulobacteraceae; 


370665 372098 
Rhodobacterales; Rho 


ref|NR_029111.1 
372149 373610 
Sphingomonadales; S 


ref|NR_029111.1 

372149 373610 
Sphingomonadales; S 
ref|NR_029104.1 


Bradyrhizobi 


Thermoanaerobacterium. 


ref|NR_029184.1| Rhizobium etli strain 
272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Rhizobium/Agrobacterium group; Rhizobium. 
ref|NR_029182.1| Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Anaeroplasma 
Anaeroplasma 


Anaeroplasmataceae; Anaeroplasma. 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Neorickettsia risticii 
risticii Bacteria; 
a. 

Ruminococcus callidus 
coccus callidus 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Paracoccus kocurii 
cteria; Proteobacteria; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Loktanella 
358614 Loktanella 


dobacteraceae; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Sphingomonas 
Sphingomonas 


phingomonadaceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 
rhizobiaceae; 


um. 


ref|NR_029102.1 
385921 387397 Hydroc 
Sinobacteraceae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 


GGGTGAGTAAAGCGGCGCACGGGTGCGTAACACGTGGGTAATCTGCCCTAGAGTCCGGAATAACTCGCCGAAAGGCGTGCTAATGCCGGATGAGACCACGGGAGC 
TTCGGCTCCTGCGGGAAAAGGTGGCCTCTGTACACAAGCTATCGCTCTAGGATGAGCCCGCGGCCCATCAGCTCGTTGGCGGGGTAACGGCCCACCAAGGCAACG 
ACGGGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCC 
TGACGCAGCAACGCCGCGTGTGTGATGAAGGTCTTCGGATCGTAAAGCACTGTCGCGAGGGACGAATAAGGGACGGGCGAACAGTCCGTTTCGATGACGGTACCT 
CGAGAGGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGTAGGCGGCCTAGCA 
AGTCGGATGTGAAAGCCCTCGGCTTAACCGAGGAAGTGCGTTCGAAACTACTGGGCTTGAGTACCGGAGAGGGTGGCGGAATTCCCGGTGTAGAGGTGAAATTCG 
TAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACGGATACTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCTGTAAACGATGAGCGCTAGGTGTTGCGGGTGTTGACCCCTGCAGTGCCGCAGCTAACGCATTAAGCGCTCCGCCTGGGAAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCTTGACATCCTCGGAACCTCTCAGA 
GATGAGGGGGTGCCCGCAAGGGAACCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTG 
CCGTTAGTTGCCATCATTCAGTTGGGCACTCTAACGGGACTGCCGGCGTCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGACCAGGGC 
TACACACGTGCTACAATGGCCGGTACAGAGGGTCGCCAAGTCGCGAGACGGAGCTAATCCCAGAAAACCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCC 
ATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTTGCTCCAGA 
AGTGGCCGCGCCAACCCGCAAGGGAGGCAGGTCCCTAAGGAGTGGCTGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACC 
TCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTAACGCTGGCGGCATGCCTAATACATGCAAATCGAACGAAGCCTTTTA 
GGCTTAGTGGTGAACGGGTGAGTAACACGTATCCAATCTACCCTTAAGTTGGGGATAACTAGTCGAAAGATTAGCTAATACCGAATAATAACATCAATATCGCAT 
GAGAAGATGTAGAAAGTCGCTCTTTGTGGCGACGCTTTTGGATGAGGGTGCGACGTATCAGATAGTTGGTGAGGTAATGGCTCACCAAGTCAATGACGCGTAGCT 
GTACTGAGAGGTAGAACAGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGCAAGCCTTATGAAGCA 
ATGCCGCGTGAACGATGAAGGTCTTATAGATTGTAAAGTTCTTTTATATGGGAAGAAACGCTAAGATAGGAAATGATTTTAGTTTGACTGTACCATTTGAATAAG 
TATCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGATGCAAGCGTTATCCGGATTTACTGGGCGTAAAACGAGCGCAGGCGGGTTTGTAAGTTTGGTAT 
TAAATCTAGATGCTTAACGTCTAGCTGTATCAAAAACTGTAAACCTAGAGTGTAGTAGGGAGTTGGGGAACTCCATGTGGAGCGGTAAAATGCGTAGATATATGG 
AAGAACACCGGTGGCGAAGGCGCCAACTTGGACTATCACTGACGCTTAGGCTCGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACCGTAAA 
CGATCATCATTAAATGTCGGCCCGAATGGGTCGGTGTTGTAGCTAACGCATTAAATGATGTGCCTGGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGA 
CGGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTTGACAATACACGTAGAACCTTACCTAGGTTTGACATCTATTGCGATGCTATAGAAATATAGTTGAGG 
TTAACAATATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCGTTAGTTACTTTTCTAGC 
GATACTGCTACCGCAAGGTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATATCTAGGGCTGCAAACGTGCTACAATGGCTAATACAAACTGCTGC 
AAAATCGTAAGATGAAGCGAAACAGAAAAAGTTAGTCTCAGTTCGGATAGAGGGCTGCAATTCGTCCTCTTGAAGTTGGAATCACTAGTAATCGCGAATCAGACA 
TGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACTATGGGAGCTGGTAATATCTAAAACCGCAAAGCTAACCTTTTGGAGGCATGCGTCTA 
GGGTAGGATCGGTGACTGGAGTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGGATGAACGCCGGCGGT 
GTGCCTAATACATGCAAGTCGAGCGCACTGGCCCAACTGAAATGACGTGCTTGCACAGAATGGACGTTGGATTCCCAGTGAGCGGCGGACGGGTGAGTAACACGT 
GGGCAACCTGCCCCAAAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAAGTTGGAAAACCACATGGTTTTCCCATCAAAGATGGTTTCGGCTATCG 
CTTTGGGATGGGCCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACAATGGAACTGA 
GACACGGTCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTTCGGCTCGTA 
AAGCTCTGTTGTTGGAGAAGAACGTGCGTAAGAGTAACTGTTTACGCAGTGACGGTATCCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGA 
AACCGGGCGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCT 
GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTWAACGATGAGTGCTAGGTGTTGGAGGGTTTCCGCCCT 
TCAGTGCCGAAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCCAACCTCAGAGATGAGGCGTTCCCTTCGGGGACGCAAAGACAGGTGGTGCATGGT 
CGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCCGGTACAACGAGCAGCTAACCCGCGAG 
GGTGTGCAAATCTCTTAAAGCCGGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAKTTTGCAATGCCCAAAGTCAGTGGCCTAACCATTATGGAGGGASCTGCCTAAGGCAGGGCAG 
ATGACTGGGGTGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAA 
CGGTAACATGAGAGCTTGCTCGTGATGACGAGTGGCGCACGGGTGAGTAACACGTGTACAACTTACCTCTAACTGGGGCATAGCCCGAAGAAATTCGGATTAATA 
CCCCATAACAATTGAAATTCGCATGTTTTTCAATTTAAAACTTCGGTGGTTAGAGATGGGTACGCGTCCTATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGAC 
TTCGATAGGTAGGGGTTCTGAGAGGAAGACCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGAA 
AGTCTGATCCAGCCATGCCGCGTGAAGGAAGACGGCCCTCTGGGTTGTAAACTGCTTTTATATGGGGGATGACACCCCGACGTGTCGGGGCTGAATGTTCCATAC 
GAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCCGTAATACGGAGGGTGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGGAGCGTAGGCGGCCTGTTAAGT 
CAGGGGTGAAAGACGGTGGCTCAACCATCGCAGTGCCTTTGATACTGACAGGCTTGAGTATGCTCGATGTAGGCGGAATATGTCATGTAGCGGTGAAATGCATAG 
ATATGACATAGAACACCGATAGCGAAGGCAGCTTACAAGCGCATAACTGACACTGAGGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGATCACTAGACATTGGCGACATACTGTCGGTGTCAAAGCGAAAGTATTAAGTGATCCACCTGGGGAGTACGATCGCAAGATTGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTTGAAGCATTTTGACAGATACGAAACGTATC 
CTTCTTCGGACAATTTGCGAGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGGTTAAGTCCCATAACGAGCGCAACCCCTATCGTTAGTTGCTAGC 
AGGTAATGCTGAGGACTCTAACGAAACTGCCCGTGCAAACGGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCAGGGCTACACACGTGCTA 
CAATGGCGCATACAAAGGGCAGCTACCTGGTGACAGGATGCTAATCTCTAAAGTGCGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGCTGGAATC 
GCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTAACCGT 
AAGGAGCCGCCTAGGGCAAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGATAATCTACCCCTGTGTTCGGGATAACAGTG 
CGAAAGCGCTGCTAATACCGGATGCGGCCAGGGGGCGGTGGTTTCCTGGTCAAAGTCGGCCTCTCGCAGAAGCTGATGCACGGGGATGAGTCTGCGTCCNATCAG 
CTAGTTGGTAGGGTAATGGCCTACCAAGGCAACGACGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGCACTGGAACACGNGCCAGACTCCTACGGGAGGC 
AGCAGTGAGGAATTTTGCGCAATGGCCGCAAGGCTGACGCAGCAACGCCGCGTGGGTGAAGAAGGCCTTCGGGTCGTAAAGCCCNGTCAGGTGGGAAGAATGTCC 
CGGGGAATAATACGCCTCGGGAGTGACGGTACCACCAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATTCGGAAT 
TACTGGGCGTAAAGCGCGTGCAGGCGGGCGAGCAAGTCTGATGTGAAAGCCCCGGGCTCAACCTGGGAAGTGCATTGGAAACTGTTCGTCTTGAGTGCTGGAGAG 
GAAGGGGGAATTCCCGGTGTAGAGGTGAAATTCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGCCCTTCTGGACGGCAACTGACGCTGAGACGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATCACTAGGTGTAGCGGGTACTCATTCCTGCTGTGCCGCAGCTAACGCGTTAAGT 
GATCCGCCTGGGGACTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACC 
TTACCTGGGCTTGACATCCCCGGCCAGGCATAGAAATATGTCCTTCCCCTTCGGGGGACCGGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTTTAGTTGCCTGCGCGTCATGGCGGGCACTCTAGGGGGACTGCCGCAGTGAATGCGGAGGAAGGTGGGG 
ATGACGTCAAGTCCTCATGGCCTTTATGCCCAGGGCTACACACGTACTACAATGGGCGGTACAAAGGGAAGCGAGCCTGTGAGGGGGAGCCAATCCCAAAAAGCC 
GTTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCACGAAAGTCGGCTGTACCAGAAGTGCGTGGGCTAACTCTCACGAGAGGCAGCGTACCAAGGTATGGTCGGTAATTGGGGTGANNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCG 
AACGATGAAGCTCTCTAGCTTGCTAGAGAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCCATAGTCTGGGATAGCCACTGGAAACGGTGA 


676256 Bacteria_ 
asymbiotica subsp 


Proteobacteria; 


Alphaproteobacter 
676256 Bacteria_ 


bajacaliforniensi 
bajacaliforniensi 


676256 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


676256 Bacteria_ 
strain Sd/3 16S r 


Firmicutes; 


marinisedimentorum Bacteria; 


Bacil 
676256 Bacteria_ 


16S 400457 400426 1 32 gi 


; Enterobacteriaceae; Photorhabdus. 


australis strain 9802892 16S ribosomal RNA, pa 

Photorhabdus asymbiotica subsp. 
Enterobacteriales 
676256 Bacteria_ 
strain LCl 16S ri 
G 
676256 Bacteria_ 
oligofermentans s 
oligofermentans B 
676256 Bacteria_ 
rudongensis strai 
rudongensis Bacte 
676256 Bacteria_ 
phoeniculicola st 
phoeniculicola Ba 
676256 Bacteria_ 
G1212 16S ribosomal RNA, partial sequence 


265678788 


ref 
rtia 


NR_029093.1 
1 sequence 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


16S 419036 419001 1 36 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
bosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 456171 456140 1 32 gi| 265678747 |ref|NR_029052.1| Streptococcus 
train 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
acteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
16S 463634 463603 1 32 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
n AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
16S 474373 474342 1 32 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
16S 477285 477254 1 32 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
16S 484990 484959 1 32 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
s strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
s Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
497378 497347 1 32 gi|265678720|ref|NR_029025.1| Streptococcus 
M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
16S 502083 502052 1 32 gi| 265678717 |ref|NR_029022.1| Bacillus indicus 
ibosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
lales; Bacillaceae; Bacillus. 
16S 515626 515595 1 32 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
Proteobacteria; Gammaproteobacteria; Reinekea. 
16S 537056 537025 1 32 gi|265678694|ref|NR_028999.1| Caminibacter profundus 


676256 Bacteria_ 
strain CR 16S rib 
E 


Proteobacteria; 


676256 Bacteria_ 
albertensis strai 
albertensis Bacte 
Acidithiobacillus 
676256 Bacteria_ 
strain ID131577 1 


Actinobacteria; 


Jannaschia. 


676256 Bacteria_ 
strain 3wC2 16S r 
Clost 


Firmicutes; 


676256 Bacteria_ 


hassiacum strain 


Bacteria; Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 


hassiacum strain 


Bacteria; Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 
strain BCH 16S ri 
G 
676256 Bacteria_16S 
strain ED 11/3LLK 
Aquificae; Aquifi 
676256 Bacteria_16S 


Proteobacteria; 


impatiens strain 


Bacteria; 


nivimaris strain 
Bacteria; 


Proteob 
Saccharospirillum. 
676256 Bacteria_16S 


Proteob 
676256 Bacteria_16S 
hydrogeniphilus s 
hydrogeniphilus B 
676256 Bacteria_16S 
strain CE2105 16S ribosomal RNA, partial sequence 


osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
16S 563120 563089 1 32 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


16S 567638 567607 1 32 gi 
Solirubrobacterales; C 
16S 572177 572146 1 32 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 
16S 590095 590064 1 32 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 593075 593044 76 107 gi 


W-51 16S ribosomal RNA, partial sequen 


gi 


593132 593101 1 32 gi 
W-51 16S ribosomal RNA, partial sequen 


597613 597582 1 32 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
603704 603673 9 40 gi 
16S ribosomal RNA, partial sequence 
cales; Desulfurobacteriaceae; Thermovi 
605155 605124 1 32 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


612906 612871 1 36 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
620489 620458 1 32 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 


536318 53780 


6S ribosomal RNA, partial sequence 566874 56834 
Rubrobacteridae; 
676256 Bacteria_ 
helgolandensis st 
helgolandensis Ba 


589361 59079 
Clostridium. 


Sphingomonadales; 


Sphingomonadales; 


596871 59824 


tiliaceae; 
265678677 
sequence 
ia; Acidit 


265678674 


onexibacte 
265678671 
sequence 
teria; Rho 


265678659 


265678657 
ce 59240 


265678657 
ce 59240 


265678654 


matiaceae; 
265678649 
60290 
brio. 
265678648 
ence 60442 
irillales; 


265678643 
ence 61213 
nadales; 
265678638 
1 sequence 
bacteria; 


629599 629568 1 32 gi 


Morax 


Naut 


2 Caminibacter 
Caminibacter. 
ref |NR_028982.1 

562358 563851 
hiobacillales; 


ref |NR_028979.1 
raceae; Conexiba 
ref |NR_028976.1 

571472 572837 
dobacterales; Rh 


ref|NR_028964.1 


ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028959.1 


Thiobaca. 
ref|NR_028954.1 
5 604369 Thermo 


ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


ref |NR_028948.1 
0 613627 Psychr 
ellaceae; Ps 
NR_028943.1 
19766 621178 
iliales; Nau 


ref 
6 


265678631 


profundus Bacteria; 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Conexibacter woesei 


3  Conexibacter woesei Bacteria; 


cter. 
Jannaschia 
Jannaschia 
odobacteraceae; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Novosphingobium 

hingobium hassiacum 
e; Novosphingobium. 
Novosphingobium 

hingobium hassiacum 
e; Novosphingobium. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Psychrobacter 

obacter nivimaris 
ychrobacter. 
Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 


ref |NR_028936.1 


Roseospira marina 


628893 630298 Roseospira marina Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 


676256 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


676256 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


676256 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


676256 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


676256 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


676256 Bacteria_16S 


strain M343/98/2 


strain SCII24 16S 


grignonense strai 
grignonense Bacte 


676256 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


676256 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


676256 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


676256 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


676256 Bacteria_16S 


strain TH-3 16S r 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


676256 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


676256 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


676256 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


676256 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


676256 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


676256 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


676256 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


676256 Bacteria_16S 


strain S-743 16S 


632619 632588 1 32 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

649558 649527 1 32 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
652424 652389 1 36 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
655388 655353 1 36 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


gi 


658403 658368 1 36 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
673597 673562 1 36 gi 


gi 


678229 678198 1 32 
ribosomal RNA, partial sequence 


gi 


679674 679643 1 32 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
688683 688652 1 32 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
697764 697733 76 107 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
697821 697790 1 32 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
703732 703701 1 32 gi 


ammaproteobacteria; Chromatiales; Chro 
715638 715607 1 32 gi 
ibosomal RNA, partial sequence 


720280 720249 76 107 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


720337 720306 1 32 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 
728136 728101 1 36 gi 
acteria; Gammaproteobacteria; Chromati 
732643 732612 1 32 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
734066 734035 1 32 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
762047 762016 1 32 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
768161 768130 1 32 gi 
osomal RNA, partial sequence 
Rhizobiales; 
771252 771221 1 32 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
775976 775945 1 32 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; 


Hypho: 
gi 


Streptoc 


631874 63335 


651676 653 


657665 65912 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
676256 Bacteria_16S 
677507 67890 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
676256 Bacteria_16S 


6S ribosomal RNA, partial sequence 702960 70436 


714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
676256 Bacteria_16S 


731878 733268 Thioc 


767437 76891 


770475 77198 


775183 77669 


265678629 


Acetobacte 
265678618 
e 64884 
les; Beije 
265678615 
11 
Clostridiu 
265678613 
uence 
eria; 


Pseu 


265678610 


Anaerosti 
265678600 


nomycineae 
265678597 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678590 
equence 
ria; Desul 
265678584 
nce 69711 
terales; C 
265678584 
nce 69711 
terales; C 
265678580 


matiaceae; 
265678571 


obacteriac 
265678568 
1 sequence 
eria; Caul 


265678568 
1 sequence 
eria; Caul 


265678563 

72737 
ales; Ecto 
265678560 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678538 
quence 
illaceae; 
265678534 


microbiace 
265678532 


seudomonad 
265678529 


occus. 


780588 780557 1 32 
ribosomal RNA, partial sequence 


gi 


ref 


ref 


rinc 
ref 


m. 
ref 


domo 


ref 


pes. 
ref 


¢; Ac 
ref 


chro. 
ref 


iale 
ref 


foba 
ref 


aulo 
ref 


aulo 
ref 


ref 


eae; 
ref 
7 

obac 


ref 
7 
obac 
ref 
thio 
ref 
apsa 


ref 


mati 
ref 


Paen 
ref 


ae; 
ref 


acea 
ref 


265678525 


ref 


0 650254 Methy 


654656 65608 


0 Anaerostipes 


4 Ochrobactrum 


678955 68042 


687908 68940 


8 698533 Brevu 


8 698533 Brevu 


5 Lamprocystis 


Lamprocystis. 


19632 72103 


19632 72103 


0 728734 Thior 


9 734742 Thioh 


761257 76278 


4 Streptococcus 


NR_028934.1 


NR_028923.1 
1 
kiaceae; Met 
NR_028920.1 


NR_028918.1 
1 
r 


nadales; Mo 


NR_028915.1 


NR_028905.1 


tinomycetace 
NR_028902.1 


bactrum. 
NR_028901.1 
6 
s; Brucellac 
NR_028895.1 
8 
cterales; De 
NR_028889.1 

n 
bacteraceae; 
NR_028889.1 

n 
bacteraceae; 
NR_028885.1 


NR_028876.1 


Aminobacte 
NR_028872.1 
6 
terales; Cau 
NR_028872.1 
6 
terales; Cau 
NR_028867.1 
h 
rhodospirace 
NR_028864.1 
rosea Bacte 


NR_028863.1 
a 
aceae; Thioh 
NR_028842.1 
8 
ibacillus. 
NR_028838.1 


Devosia. 
NR_028836.1 


e; Cellvibri 
NR_028833.1 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 
rium. 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 

Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Psychrobacter 
Psychrobacter 
axellaceae; 


Anaerostipes caccae 


caccae Bacteria; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 
eae; Ochrobactrum. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Lamprocystis purpurea 


purpurea Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
Le 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Thiorhodospira 

odospira sibirica 

ae; Thiorhodospira. 
Thiocapsa rosea strain 

ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Paenibacillus 

Paenibacillus 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Streptococcus sinensis 
sinensis Bacteria; 


NR_028829.1 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


Acholeplasma axanthum 


779845 781307 Acholeplasma axanthum Bacteria; 


676256 Bacteria_16S 791313 791282 5 36 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

676256 Bacteria_16S 792853 792822 1 32 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

676256 Bacteria_16S 794297 794266 1 32 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
676256 Bacteria_16S 802071 802048 9 32 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

676256 Bacteria_16S 831125 831094 1 32 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

676256 Bacteria_16S 832677 832646 1 32 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

676256 Bacteria_16S 834112 834081 76 107 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 

676256 Bacteria_16S 835614 835583 76 107 gi|265678489|ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

676256 Bacteria_16S 841719 841688 1 32 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

676256 Bacteria_16S 847849 847818 1 32 gi| 265678481 |ref|NR_028784.1| Paracoccus 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

676256 Bacteria_16S 858256 858225 76 107 gi|265678473|ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
676256 Bacteria_16S 859868 859837 1 32 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain Kl 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

676256 Bacteria_16S 870543 870512 1 32 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

676256 Bacteria_16S 883951 883920 1 32 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

676256 Bacteria_16S 897654 897623 1 32 gi|265678446|ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

676256 Bacteria_16S 902320 902289 1 32 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

676256 Bacteria_16S 908363 908332 76 107 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

676256 Bacteria_16S 908420 908389 1 32 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

676256 Bacteria_16S 924045 924014 1 32 gi|265678429|ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
676256 Bacteria_16S 927143 927112 1 32 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

676256 Bacteria_16S 928556 928525 76 107 gi|265678426|ref|NR_028728.1| Roseovarius 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseovarius nubinhibens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

676256 Bacteria_16S 936353 936322 1 32 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 


strain SJ 16S rib 


osomal RNA, partial sequence 


935581 937044 Bacteriovorax marinus Bacteria; 


Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 


676256 Bacteria_16S 956468 956437 1 32 gi|265678408|ref|NR_028710.1 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyl 
Pseudaminobacter. 

676256 Bacteria_16S 962673 962642 1 32 gi| 265678403 |ref|NR_028705.1 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
676256 Bacteria_16S 967309 967274 1 36 gi|265678400|ref|NR_028702.1 
strain 4A 16S ribosomal RNA, partial sequence 966531 96793 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
676256 Bacteria_16S 974962 974927 1 36 gi|265678394|ref|NR_028696.1 
strain T-3 16S ribosomal RNA, partial sequence 974224 97564 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
676256 Bacteria_16S 977870 977835 1 36 gi| 265678392 |ref|NR_028694.1 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpeto 
676256 Bacteria_16S 979372 979337 1 36 gi| 265678391 |ref|NR_028693.1 


strain II-2 16S r 
Sp 
676256 Bacteria_16S 


Bacteroidetes; 


strain FC 097-2 1 
Tenericutes; Moll 


676256 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 


Sedis; Acidaminob 
676256 Bacteria_16S 
199/55 16S riboso: 
Gammaproteobacter 
676256 Bacteria_16S 


strain Ne 11 16S 
Proteobacteria; 


pneumoniae Bacter 


676256 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


676256 Bacteria_16S 


strain SH22623 16 


danicus strain DB 
Bacteria; Firmicu 


676256 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


676256 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


676256 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


676256 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


676256 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


676256 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


676256 Bacteria_16S 


strain W1-2B 16S 


strain W1-2B 16S 


676256 Bacteria_16S 


G 
676256 Bacteria_16S 
pneumoniae strain 


ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
985541 985510 1 32 

6S ribosomal RNA, 
icutes; Acholeplasmatales; Acholeplasm 
994935 994904 1 32 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 


Sap 
gi 


1014639 1014604 1 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1016135 1016100 1 36 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1022327 1022296 1 32 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1023898 1023867 1 32 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1025349 1025318 1 32 
S ribosomal RNA, partial sequence 


36 gi 


Mo 
gi 


Streptoc 
gi 


1034527 1034496 1 32 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1057328 1057297 1 32 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1058904 1058873 1 32 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1063470 1063439 1 32 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1065014 1064983 5 36 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1067872 1067841 76 107 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1067929 1067898 1 32 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1069374 1069343 76 107 gi 
ribosomal RNA, partial sequence 


1069431 1069400 1 32 
ribosomal RNA, partial sequence 


gi 


978631 98004 


complete sequence 984769 98628 


1013897 1015342 Morax 


1015393 10168 


1023111 10246 


1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
676256 Bacteria_16S 


1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
676256 Bacteria_16S 
1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


rospiracea 
265678387 


e; Li 
ref 


ataceae; Achol 
265678381 |ref 
al sequenc 
tridiales; 


Clo 
265678368 | ref 
ella 
raxella. 

265678367 |ref 
oraxellace 
265678363 
e sequence 
tococcacea 
265678362 


ae; 
ref 


e; S 
ref 


occus. 
265678361|ref 
hizo 
ref 


biaceae; R 
265678355 

10337 
urinibacil 
265678339 
al sequenc 
eria; Rhiz 


lus 
ref 


obia 


265678338 
quence 
les; Defer 
265678335 
uence 
acillaceae 
265678334 
sequence 
ria; Ocean 
265678332 
ence 10672 
onadales; 
265678332 
ence 10672 
onadales; 
265678331 


ref 


riba 
ref 


; Al 
ref 


ospi 
ref 


Sphi 
ref 


Sphi 
ref 


aulobacter 
265678331 


acea 
ref 


aulobacteracea 


1070922 1070891 1 32 gi 


5 Acholeplasma 


e 994185 99565 


1021546 102306 


30 Streptococcus 


71 1035187 Aneur 


e 1056603 10580 


1058138 10595 


1062699 10642 


1064282 10657 


03 1068656 Sphin 


03 1068656 Sphin 


33 Brevundimonas 


33 Brevundimonas 


ewinella. 
NR_028689.1 


eplasma. 
NR_028683.1 
2 
stridiales F 
NR_028670.1 
ovis Bacter 


NR_028669.1 


Moraxella. 
NR_028665.1 


treptococcus 
NR_028664.1 


NR_028663.1 


bium/Agrobac 
NR_028657.1 
i 
group; Aneur 
NR_028641.1 
8 
les; Bradyrh 
NR_028640.1 
ss 
cteraceae; D 
NR_028637.1 
3 
icyclobacill 
NR_028636.1 
0 
rillales; Ma 
NR_028634.1 
g 
ngomonadacea 
NR_028634.1 
g 
ngomonadacea 
NR_028633.1 


e; Brevundim 
NR_028633.1 


e; Brevundim 


265678330|ref 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Enterococcus 
Enterococcus 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Herpetosiphon 

Herpetosiphon 
siphon. 

Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Acholeplasma vituli 


vituli Bacteria; 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 

Aneurinibacillus 

nibacillus danicus 

inibacillus. 
Rhodopseudomonas 

7 Rhodopseudomonas 

izobiaceae; 


Deferribacter 
3 Deferribacter 
eferribacter. 

Alicyclobacillus 
1 Alicyclobacillus 
us. 
Marinomonas 
0 Marinomonas 
rinomonas. 
Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Brevundimonas nasdae 
nasdae Bacteria; 
onas. 
Brevundimonas nasdae 
nasdae Bacteria; 
onas. 


NR_028632.1 


Tistrella mobilis 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 


676256 Bacteria_16S 1073783 1073752 76 107 gi| 265678328 |ref|NR_028630.1| Novosphingobium 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosphingobium tardaugens 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
676256 Bacteria_16S 1073840 1073809 1 32 gi|265678328|ref|NR_028630.1| Novosphingobium 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosphingobium tardaugens 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 


676256 Bacteria_16S 1078175 1078144 76 107 gi|265678324|ref|NR_028626.1| Sphingomonas melonis 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 1077529 1078967 Sphingomonas melonis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

676256 Bacteria_16S 1078232 1078201 1 32 gi|265678324|ref|NR_028626.1| Sphingomonas melonis 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 1077529 1078967 Sphingomonas melonis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

676256 Bacteria_16S 1084150 1084119 76 107 gi|265678320|ref|NR_028622.1| Sphingobium amiense 


strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 
676256 Bacteria_16S 1084207 1084176 1 32 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 
676256 Bacteria_16S 1100845 1100814 1 32 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


676256 Bacteria_16S 1103914 1103879 1 36 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

676256 Bacteria_16S 1117638 1117607 1 32 gi|265678297|ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

676256 Bacteria_16S 1128174 1128143 1 32 gi|253680771|ref|NR_028019.1| Helicobacter 


pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
676256 Bacteria_16S 1141743 1141712 76 107 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 
676256 Bacteria_16S 1141800 1141769 1 32 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 
676256 Bacteria_16S 1143269 1143238 76 107 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 
676256 Bacteria_16S 1143326 1143295 1 32 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 
676256 Bacteria_16S 1144882 1144851 1 32 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
676256 Bacteria_16S 1152394 1152363 5 36 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 


bR 


bR 


R 


676256 Bacteria_16S 1158386 1158359 5 32 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

676256 Bacteria_16S 1162965 1162938 5 32 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 


DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiothermus silvanus DSM 9946 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
676256 Bacteria_16S 1169026 1168995 1 32 gi| 228719827 |ref|NR_027585.1| Spirochaeta 

smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 


676256 Bacteria_16S 1176672 1176641 1 32 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

676256 Bacteria_16S 1184197 1184166 1 32 gi|228717037|ref|NR_027558.1| Anaerotruncus 


colihominis DSM 17241 16S ribosomal RNA, partial sequence 1183485 1184849 Anaerotruncus colihominis DSM 
17241 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerotruncus. 

676256 Bacteria_16S 1194780 1194749 1 32 gi|228715634|ref|NR_027536.1| Carboxydibrachium 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carboxydibrachium pacificum 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Carboxydibrachium. 


676256 Bacteria_16S 


1199338 1199303 1 


36 


DSM 18053 16S ribosomal RNA, partial sequence 


Bacteria; 
676256 Bacteria_16S 


Bacteroidetes; 


Sphingobacteria; 
1209982 1209951 1 


32 


DSM 14365 16S ribosomal RNA, partial sequence 


Bacteria; 
676256 Bacteria_16S 
hydrothermalis strain 


hydrothermalis Bacteria; 


Halomonas. 


1211478 1211443 1 
Slthf2 16S 
Proteobacteria; 


36 


Gammaproteobacteria; 


gi 


1198618 12000 
Sphingobacteriales; 


gi 


1209193 12106 
Proteobacteria; Deltaproteobacteria; Myxococcales; 


gi 


ribosomal RNA, partial 


228715480 


228715350 


224581438 
sequence 


Nannocystineae; 


Oceanospirillales; 


ref |NR_027533.1 


ref 


NR_027522.1 


ref |NR_027220.1 
1210750 121215 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


Flexibacteraceae; Dyadobacter. 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
Haliangiaceae; Haliangium. 


Halomonas 
8 Halomonas 
Halomonadaceae; 


676256 Bacteria_16S 1212955 1212920 1 36 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

676256 Bacteria_16S 1214448 1214413 1 36 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

676256 Bacteria_16S 1215928 1215893 1 36 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

676256 Bacteria_16S 1220382 1220351 1 32 gi|219878362|ref|NR_025501.1| Allofustis seminis 


strain 01-570-1 1 
Firmicutes; 
676256 Bacteria_16S 


Lactobacillales; 


1232553 1232522 1 


32 


gi 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofustis. 


219878271 


schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 


schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; 


676256 Bacteria_16S 


1238646 1238615 1 


32 


gi 


niigataensis strain DSM7050 16S ribosomal RNA, partial 


niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; 


676256 Bacteria_16S 


1240162 1240131 1 


32 


gi 


219878163 
sequence 


219878162 


aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 


aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; 


676256 Bacteria_16S 
temperatum strain 


676256 Bacteria_16S 


1243150 1243119 1 


1270312 1270281 1 


32 


32 


gi 


gi 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial 


ishimotonii Bacteria; 
Desulfonema. 
676256 Bacteria_16S 


Proteobacteria; 


1277604 1277573 1 


32 


Deltaproteobacteria; 


gi 


219878114 


SDW 018 16S ribosomal RNA, partial sequence 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; 


219846400 
sequence 


219846127 


ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 


ganghwensis Bacteria; 
676256 Bacteria_16S 


Proteobacteria; 
1297161 12971301 


32 


strain 2DT 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
676256 Bacteria_16S 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterales; 


Bacteria; Firmicutes; 


lales; 


Bacillaceae; Baci 
1301693 1301662 1 


Clostridia; 


Sedis; Caldicellulosiruptor. 


676256 Bacteria_16S 


1304803 1304772 1 


llus. 
32 


32 


owensensis OL 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 


Clostridia; 


Sedis; Caldicellulosiruptor. 


676256 Bacteria_16S 

506 16S ribosomal RNA, 
Alphaproteobacteria; 
676256 Bacteria_16S 
subsp. 


Hyphomicrobium. 
676256 Bacteria_16S 


Rhizobiales; 


1306307 1306276 1 
complete sequence 


1309294 1309263 1 


1310767 1310736 1 


32 


1305606 1307012 Starkeya 
Xanthobacteraceae; 


32 


32 


Gammaproteobacteria; 


gi 


1296399 12978 


gi 


gi 


1304017 13055 
Thermoanaerobacterales; 


gi 


219857534 


219846639 


219846460 


219846269 


Starkeya. 


gi 


tolerans strain IFAM I-551 16S ribosomal RNA, pa 
facile subsp. tolerans Bacteria; Proteobacteria; Alphap 


gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ureaphilum Bacteria; Proteobacteria; Alph 


Hyphomicrobium. 
676256 Bacteria_16S 


brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacterales; Thermoanaerobacteraceae; 


676256 Bacteria_16S 


1313846 1313815 1 


1323171 1323140 1 


32 


32 


gi 


16S ribosomal RNA, 


Thermo 


gi 


dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 
676256 Bacteria_16S 


Streptococcus. 


1324711 1324680 1 


32 


gi 


228721488 


228721487 


228718892 


228715345 
ribosomal 


219878140 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 


Rhizobiales; 


Rhizobiales; 


Rhizobiales; 


Rhizobiales; 


Desulfobacterales; 


Alteromonadales; 


rtial sequence 
roteobacteria; 


partial sequence 
aproteobacteria; 


partial sequence 


anaerobacter. 


ref |NR_025410.1 
1231844 123328 


ref |NR_025302.1 
1237929 123939 


ref|NR_025301.1 
1239445 124091 
Phyllobac 
ref|NR_025253.1 
1242462 124386 


ref|NR_025991.1 
1269526 127096 
Des 


ref|NR_025717.1 
1276861 127826 
Colwe 


ref|NR_025122.1 


ref|NR_026231.1 


ref |NR_026051.1 


ref|NR_025859.1 


novella Bact 
ref|NR_027611.1 
130859 
Rhizobiales 
ref|NR_027610.1 
131006 
Rhizobial 
ref|NR_027577.1 
131309 


ref 
RNA, 


NR_027517.1 
partial seq 


Bartonellaceae; 


16 Allofustis seminis Bacteria; 


Bartonella 
9 Bartonella 
Bartonella. 
Aminobacter 
4 Aminobacter 


Phyllobacteriaceae; Aminobacter. 


Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Mesorhizobium 
4 Mesorhizobium 


Phyllobacteriaceae; Mesorhizobium. 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Thalassomonas 

8 Thalassomonas 
lliaceae; Thalassomonas. 
Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
Thermoanaerobacterales 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 
Thermoanaerobacterales 


Family III. Incertae 
Starkeya novella DSM 
eria; Proteobacteria; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Thermoanaerobacter 
4 1314606 


Streptococcus 
uence 1322385 1323890 


ref|NR_025279.1 
1323941 132544 


Caldicellulosiruptor 
8 Caldicellulosiruptor 


kristjanssonii 17 
Family III. Incer 


676256 Bacteria_16S 


gryphiswaldense s 


gryphiswaldense M 


Magnetospirillum. 


676256 Bacteria_16S 
in MPOB 16S ribosomal RNA, partial seq 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


676256 Bacteria_16S 


diazotrophicus st 


7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1339827 1339796 76 107 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 
1347688 1347657 1 32 gi 
Bacteria; Proteobacteria; 
eae; Syntrophobacter. 
1353658 1353627 1 32 gi 
rain PAl 5 16S ribosomal RNA, partial 


Deltaproteo 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter 


676256 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


676256 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


676256 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


676256 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


676256 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


676256 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


676256 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


676256 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


676256 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


676256 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


676256 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


676256 Bacteria_16S 


strain S-3 16S ri 
Proteobacteria; A 


676256 Bacteria_16S 


strain S-3 16S ri 
Proteobacteria; A 


676256 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


676256 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


676256 Bacteria_16S 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


Mogibacterium. 


1362681 1362650 1 32 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1365582 1365551 1 32 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1370287 1370256 1 32 gi 


acteria; Alphaproteobacteria; Rhodobac 
1377916 1377885 1 32 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1380818 1380787 1 32 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1383866 1383835 1 32 gi 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
1391261 13912301 32 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1400247 1400216 76 107 gi 
RNA, partial sequence 


’ 


Sphingomonadales; 
1400304 1400273 1 32 gi 
RNA, partial sequence 
Sphingomonadales; 
1404796 1404765 1 32 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1407678 1407647 76 107 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1407735 1407704 1 32 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1410783 1410752 1 32 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1413739 1413708 76 107 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1413796 1413765 1 32 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

1436895 1436868 5 32 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1446144 1446109 1 36 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1447700 1447665 1 36 gi 
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6S ribosomal RNA, partial sequence 1369567 
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c 
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a 


a 
a 


s 


e 
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14453911 


O 


228721340 


228720860 


228720330 


228719132 


228719040 


228718299 


228717562 


228717274 
228716944 
1383100 
228716336 
228715353 
1399580 1401060 


228715353 
1399580 1401060 Sphin 


219857153 
1404010 14055 


219846657 


219846657 


224581432 


224581449 
1413085 1 
Sphing 
224581449 
1413085 1 
Sphing 
224581430 


224581423 


224581422 


Thermoanaerobacterales; T 
ref|NR_027605.1 

1339181 134062 
Rhodospirill 


sequence 
teobacteria; 
ref|NR_027598.1 

1346912 134839 
Syntrophobactera 


ence 
acteria; 


ref|NR_027591.1 
1352934 135441 
Rhodospirilla 


equence 
eobacteria; 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027572.1 


13619 
es; R 


ce 
eral 


13648 
Brady 


nce 
es; 


13709 
es; R 


hodobacteraceae; 
ref|NR_027564.1 
1377167 1378635 Teredi 
es; Alteromonadales g 


eral 


e 
adal 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027557.1 


13801 
Beije 


e 
es; 


13845 
ceae; Roseburia. 

ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref|NR_024781.1 


pira 


13905 
Parvularc 
Sphin 


phingomon 


phingomon 


cystineae; Ha 
ref 
uenc 


phin 


liangiaceae; 
NR_026249.1 
e 140703 


gomonadales; 


rtial seq 
cteria; S 


ref 
uenc 
phin 


NR_026249.1 
e 140703 


gomonadales; 


rtial seq 
cteria; S 


ref|NR_027214.1 
1410019 141148 
ccaceae; Strepto 
ref|NR_027233.1 


equen 
Strep 


ce 
toco 


4145 
omonadac 


ref 


eae; Sphingo 
NR_027233.1 
4145 
omonadaceae; Sphingo 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027203.1 


1 
ermac 


4361 
eae; 


4468 


raxellace 


hermoanaerobacterales 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Octadecabacter 

cabacter antarcticus 307 
Octadecabacter. 
Nitrobacter 

acter hamburgensis X14 

trobacter. 

Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Methylocella 

ocella silvestris BL2 
hylocella. 

Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Streptococcus 
6 Streptococcus 
coccus. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Oceanithermus 
thermus profundus 


Psychrobacter arenosus 
arenosus Bacteria; 
hs 


1446932 1448409 Mogiba 
Incer 


Mogibacterium 
cterium neglectum 
tae Sedis; 


676256 Bacteria_16S 1464169 1464134 1 36 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

676256 Bacteria_16S 1470241 1470206 1 36 gi|224581406|ref|NR_027187.1| Psychrobacter 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

676256 Bacteria_16S 1483917 1483886 1 32 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

676256 Bacteria_16S 1485424 1485393 1 32 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

676256 Bacteria_16S 1486941 1486910 1 32 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
676256 Bacteria_16S 1492935 1492904 76 107 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

676256 Bacteria_16S 1492992 1492961 1 32 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

676256 Bacteria_16S 1503406 1503375 1 32 gi|219846475|ref|NR_026067.1| Rhizobium tropici 
strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
676256 Bacteria_16S 1504956 1504921 1 36 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

676256 Bacteria_16S 1511048 1511017 1 32 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

676256 Bacteria_16S 1515381 1515350 1 32 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

676256 Bacteria_16S 1569719 1569688 1 32 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

676256 Bacteria_16S 1572737 15727061 32 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

676256 Bacteria_16S 1580325 1580294 1 32 gi|219878491|ref|NR_025251.1| Sinorhizobium 
americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 1581060 Sinorhizobium 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Sinorhizobium/Ensifer group; Sinorhizobium. 

676256 Bacteria_16S 1586498 1586467 1 32 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1588059 1588028 1 32 gi|219878486|ref|NR_025625.1| Enterococcus italicus 


strain LMG 21727 
Firmicutes; Lacto 


676256 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


676256 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


676256 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


676256 Bacteria_16S 


strain CM243 16S 


strain T4 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
676256 Bacteria_16S 


VKM B1479 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


bacillales; Enterococcaceae; Enterococ 
1609578 1609547 1 32 gi 
m strain CECT 5772 16S ribosomal RNA, 

atorum Bacteria; Firmicutes; Lactobaci 
1611017 1610986 1 32 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


1612497 1612466 1 
in LMG 2 
eria; Pr 


32 gi 
2007 16S ribosomal RNA, partia 
oteobacteria; Alphaproteobacte 


1615522 1615491 1 32 
ribosomal RNA, partial sequence 


gi 


1629132 1629101 1 
osomal RNA, partial sequence 


32 gi 


Beije 
gi 


1650401 1650370 1 
osomal RNA, partial sequence 


32 


16S ribosomal RNA, partial sequence 1587284 15887 


1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
676256 Bacteria_16S 
1628419 16298 


cus. 
219878470 
partial se 
llales; St 
219878469 
uence 

ia; Rhodob 


, 


219878468 
1 sequence 
ria; Rhodo 


219878466 


aulobacter 
219878457 


rinckiacea 


92 Enterococcus 


ref 
quen 


NR_025609.1 
ce 16088 
reptococcaceae; 
ref|NR_025608.1 

1610323 16117 
acterales; Rhod 


ref|NR_025607.1 

1611794 16132 
bacterales; Rho 
ref|NR_025605.1 
aceae; Woodshol 
ref|NR_025596.1 


34 Methylocella 
e; Methylocella 


219878442 


ref|NR_025581.1 


Labrys. 


6 


4 
oO. 


0 
di 


italicus Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 
e 


a. 
Methylocella tundrae 


tundrae Bacteria; 


Labrys monachus strain 


1649700 1651141 Labrys monachus Bacteria; 
Xanthobacteraceae; 


676256 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
676256 Bacteria_16S 
gallinifaecis str 
gallinifaecis Bac 
676256 Bacteria_16S 
mediatlanticus st 
mediatlanticus Ba 
676256 Bacteria_16S 
strain 4-1 16S ri 
Firmicutes; Bacil 
676256 Bacteria_16S 
echinoides strain 
echinoides Bacter 
676256 Bacteria_16S 
strain HS-5 16S r 
Actinobacteria; R 


676256 Bacteria_16S 
strain R-8904 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
676256 Bacteria_16S 
strain NF11 16S r 
G 
676256 Bacteria_16S 
strain NF23 16S r 
G 
676256 Bacteria_16S 
xylanivorans stra 
xylanivorans Bact 
676256 Bacteria_16S 
strain RB-8 16S r 
G 
676256 Bacteria_16S 
thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 
676256 Bacteria_16S 
strain 2825 16S r 
G 
676256 Bacteria_16S 
strain 525 16S ri 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; E 


676256 Bacteria_16S 


strain LMG 2096 


Proteobacteria; 


Halorhodospira. 


676256 Bacteria_16S 
LMG 19981 16S rib 
G 
676256 Bacteria_16S 


Proteobacteria; 


alexandrii strain 
alexandrii Bacter 


676256 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


676256 Bacteria_16S 


strain vc 5 16S r 


strain DSM 9172 1 
Firmicutes; Lacto 


676256 Bacteria_16S 


strain ME102 16S 


Proteobacteria; G 


G 
676256 Bacteria_16S 
neutrophila strai 
neutrophila Bacte 


ribosomal RNA, partial sequence 


1722266 17222311 36 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1723807 1723772 1 36 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1734363 1734332 1 32 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1737417 1737386 5 36 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1742030 1741999 1 32 gi 
SM 11806 16S ribosomal RNA, partial se 
; Proteobacteria; Gammaproteobacteria; 
m. 


gi 


Oo 


qu 


1757345 17573145 36 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1769294 1769263 1 32 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
1784345 1784310 1 36 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1787389 1787358 1 32 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


ti 


H 


eq 
ia 


1814859 1814828 1 

osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1828542 18285111 32 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1843962 18439311 32 gi 
S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 


32 gi 


an 
qu 


a; 


Isobaculu 


1710844 17122 
ho 
219878393 
1721510 17230 
or 
219878392 
1723051 17245 
or 
219878385 
ue 
ia 
219878383 
1736673 17381 


219878379 
Aeromonad 
219878367 
1756574 17580 
sy 
219878358 
1768558 17700 


219878347 


219878344 


219878326 
1814099 18155 


219878317 


219878306 


1843183 18446 
m. 


dobacteraceae; Loktanell 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025522.1 


axellace 


axellace 


nce 


les; Lac 


leispira. 
ref|NR_025518.1 

1741287 174278 
ales; Succinivib 


ence 


’ 


ref|NR_025506.1 
69 Psychromonas 
daceae; Psychro 
ref|NR_025497.1 


chromona 


Nautilia. 
ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomona 
ref |NR_025483.1 

1786631 178798 
tiales; Ectothio 


liaceae; 


17835 
alomonad 


uence 
; Chroma 


ref|NR_025465.1 


thomonadaceae; Fulvimona 
ref|NR_025456.1 

1827843 182926 
cterales; Hypho 
ref |NR_025445.1 


ence 
Rhodoba 


1845449 1845418 1 32 
ibosomal RNA, partial sequence 


gi 


YP 


1857435 1857404 1 32 gi 
Trichoc 


gi 


bacillales; Carnobacteriaceae; 
1862041 18620101 32 
ribosomal RNA, partial sequence 


ammaproteobacteria; Oceanospirillales; 0 


676256 Bacteria_16S 


chacoense strain 


1889703 1889672 1 32 gi 
PR5 16S ribosomal RNA, partial sequence 


219878305 
1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
676256 Bacteria_16S 219878296 
6S ribosomal RNA, partial sequence 1856650 18581 
occus. 

219878293 
1861284 18627 


219878272 


ref|NR_025444.1 


; Maricaulis 
NR_025435.1 


homonadaceae 


ref 


ref|NR_025432.1 


; Oleiphilus 
NR_025411.1 


leiphilaceae 


ref 


1651954 1651923 1 32 gi| 219878441 |ref|NR_025580.1] Bacillus 
s strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
1656546 1656515 1 32 gi| 219878437 |ref|NR_025576.1| Ochrobactrum 
ain Iso 196 16S ribosomal RNA, partial sequence 1655822 1657274 Ochrobactrum 
teria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
1680936 1680909 5 32 gi|219878421|ref|NR_025560.1| Vulcanithermus 
rain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 
1685512 1685481 1 32 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
bosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
lales; Bacillaceae; Bacillus. 
1703983 1703952 1 32 gi| 219878405 |ref|NR_025544.1| Methylocystis 
IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
1705494 1705463 1 32 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
ibosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
ubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 
1711547 1711516 1 32 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 
a. 


Psychrobacter luti 


luti Bacteria; 


r. 


Psychrobacter fozii 


fozii Bacteria; 


r. 


Pseudobutyrivibrio 


9 Pseudobutyrivibrio 
eudobutyrivibrio. 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Anaerobiospirillum 


0 Anaerobiospirillum 
rionaceae; 


Psychromonas profunda 


profunda Bacteria; 
monas. 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Halomonas muralis 


nas muralis Bacteria; 
Ss. 


Halorhodospira 


6 Halorhodospira 
rhodospiraceae; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
Ss. 


Oceanicaulis 


6 Oceanicaulis 
monadaceae; 


Oceanicaulis. 
Isobaculum melis 


97 Isobaculum melis Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Mesorhizobium 


1888988 1890453 Mesorhizobium chacoense 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


676256 Bacteria_16S 1891280 1891249 1 32 gi 


219878270 


strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 18919 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 


676256 Bacteria_16S 1892801 18927701 32 gi|219878269|ref|NR_025408.1 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 189204 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1895933 1895902 1 32 gi| 219878267 |ref|NR_025406.1 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
676256 Bacteria_16S 1903398 1903367 1 32 gi|219878261|ref|NR_025400.1 


CIP 106764 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; 
676256 Bacteria_16S 1909077 1909042 1 


Facklamia. 
36 gi 


1902626 19040 


219878257 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequenc 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae 
676256 Bacteria_16S 1935064 1935029 1 36 gi| 219878238 


strain CHO0O1A 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
676256 Bacteria_16S 1941067 1941036 1 32 gi 
strain LMG 18435 


Ss; 


Camp 


1934336 19357 


ylo 


219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


ref |NR_025409.1 


ref |NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025377.1 
49 Campylobacter 
bacteraceae; Cal 
ref |NR_025373.1 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1956219 1956188 76 107 gi|219878224|ref|NR_025363.1 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
676256 Bacteria_16S 1956276 1956245 1 32 gi|219878224|ref|NR_025363.1 


strain EDIV 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
676256 Bacteria_16S 1960942 19609111 32 gi 
strain m2661/98/1 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 
676256 Bacteria_16S 1979115 1979084 1 32 gi 
anilini strain Anil 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
676256 Bacteria_16S 1982219 1982188 1 32 gi 
strain Cm al3 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sora 
676256 Bacteria_16S 1983804 1983773 1 32 gi 
lanuginosus strain Sy t2 16S ribosomal RNA, partial seq 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacter 
Chondromyces. 
676256 Bacteria_16S 
apiculatus strain 
apiculatus Bacter 
Chondromyces. 
676256 Bacteria_16S 2016021 2015990 76 
strain ATCC 15260 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
676256 Bacteria_16S 2016078 2016047 1 32 gi 
strain ATCC 15260 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
676256 Bacteria_16S 2017568 2017537 1 32 gi 
strain MCS 25 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
676256 Bacteria_16S 2019040 2019009 1 32 gi 
strain MCS 18 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
676256 Bacteria_16S 2020512 2020481 1 32 gi 
washingtonensis strain MCS06 16S ribosomal RNA, partial 
washingtonensis Bacteria; Proteobacteria; Alphaproteoba 
Maricaulis. 
676256 Bacteria_16S 
strain ATCC 15257 
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2021927 2021896 76 107 gi 
16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobac 
676256 Bacteria_16S 2021984 2021953 1 32 gi 
strain ATCC 15257 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobac 
676256 Bacteria_16S 2023416 2023385 76 107 gi 
strain ATCC 15253 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
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16 Sphingomonas 
adaceae; Sphingo 
ref|NR_025360.1 
67 1961603 Vagoco 
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Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 


TTAATACTAGATACTCCTTACGAGGGAAAGTTTTTCGCTATGGGATCAGCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTA 
TCCGGCCTGAGAGGGTGAACGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCA 
GCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTTAGAGAAGATTATGACGGTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAGTAAGTCAGATGTGAAATCCTATGGCTTAACCATAG 
AACTGCATTTGAAACTACTACTCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCG 
ACCTGCTGGAACATTACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTTGTGG 
AGCTTGTCTCTGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCTGCTAGAGATAGCGGAGTGCTGGCTTGCCAGAGCTTGAAAA 
CAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAACAGTTCGGCTGAGCACTC 
TAGGGAGACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGATGTACAAAGAG 
ACGCAATACCGCGAGGTGGAGCAAATCTCAAAAACATCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAG 
CCATGTCACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGCCGGGATGCTAAACTGGCTACCGTCCACGG 
CGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCC 
TGGCTCAAACGGAACGCTATCGGTATGCTTAACACATGCAAGTCGAACGGACTAATTGGGGCTTGCTCCAATTAGTTAGTGGCAGACGGGTGAGTAACACGTGGG 
AATCTACCCATCAGTACGGAATAACTTTTAGAAATAAAAGCTAATACCGTATATTCTCTGCGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGTCAGATTAG 
GTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATAATGA 
CGTTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGAGTGCGTAGGCG 
GTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTTAACCTCGGAATTGCTTTCAAAACTACTAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAGGT 
GAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGGGCTACCACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGAGTGCTAGATATCGGAAGATTCTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGCGAAAAACCTTACCAACCCTTGACATGGTGGTTGCGGA 
TCGCAGAGATGCTTTTCTTCAGCTCGGCTGGACCACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTAC 
GGGTTGGGCTACACGCGTGCTACAATGGTGTTTACAGAGGGAAGCAAGACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCAAC 
TCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACTGCCCGTCACGCCATGGGAGTTAGTT 
TTACCTGAAGGTGGTGAGCTAACGCAAGAGGCAGCCAACCACGGTAAAATTAGCGACTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCT 
GCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATATGACCTGCCACCTCATGGTGGCGGGTGGAAAGTTTTATCGGTCAGGGATGGGCTCGC 
GGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TGCGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCA 
ACGCAGGCTCCGGGTTCTCTCGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGG 
AATTATTGGGCGTAAAGAGCTCGTAGGCGGCATGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTA 
GGGGAAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTNTCTGGGCCTTACCTGACGCTGAGGAGCGAAA 
GCATGGGGAGCGAANAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGA 
ACCTTACCAAGGTTTGACATCACCCGTGGACCTGTAGAGATACAGGGTCATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTATGTTGCCAGCACGTAATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGG 
ACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAATGGGCGTGCGATACCGTAAGGTGGAGCGAATCCCTTAAAGC 
CGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGCCTAACCCTTCGGGGAGGGAATGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGT 
AACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCTGCGTGCTTAACACAT 
GCAAGTCGAACGCTGAAGCCCCAGCTTGCTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTTCGGGATAAGCCCGGGAAACT 
GGGTCTAATACCGGATACGACCTGTCCTCGCATGAGGGTGGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCT 
CACCAAGACGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGA 
AGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTGGTCACGTCTGCT 
GTGGAAACGCAACGCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATC 
AGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGCTGTAACTGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGT 
AAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCAGACCGGCTTGGAAACAGG 
TCTTCCCCTTTGGGGTTGGTGTACAGGTGGTGCATGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTG 
CCAGCACGTGATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACGCA 
TGCTACAATGGCTGGTACAAAGAGAAGCGAACCCGTGAGGGTCAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAATTCGACTACGTGAAGTC 
GGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGT 
GGCCTAACCAGTTTTCTGGAGGGGGCCGTCTAAGGTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNAACGGTAAGGCCCCCGCTTGCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTGACCTACCCTGCACTTCGG 
GATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACCGCCTAAGGCGGTGGTGGAAAGTTTTTCGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGG 
TGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCACCATCGACGAAGGTTTTCTGACGG 
TAGATGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTT 
TGTCGCGTCGTCTGTGAAATTCCGGGGCTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTACTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGGGTCCCTTCCACGGGGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACGGGATCGC 
CGTGGAGACACGGTTTCCCTTGTGGCTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGTCGGTACAGTGGGTTGCGATGCCGTGAGGTTCAGCTAATCCCTTGAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGA 
CCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACA 
CCCGAAGCCAGTGGCCCAACCCTTGTGGGGGGAGCTGTCGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGC 
AGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTGTCTGAACCTTCGGGGAACGATAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCT 
GATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGA 
TTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
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676256 Bacteria_16S 2104564 2104533 1 32 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

676256 Bacteria_16S 2109020 2108989 1 32 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

676256 Bacteria_16S 2113478 2113447 76 107 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

676256 Bacteria_16S 2113535 2113504 1 32 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

676256 Bacteria_16S 2116653 2116622 1 32 gi|219857657|ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

676256 Bacteria_16S 2118088 2118057 76 107 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

676256 Bacteria_16S 2118145 21181141 32 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
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36 gi|219857650|ref|NR_025239.1| Thioalkalispira 
sequence 2126557 2127989 Thioalkalispira 
Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
32 gi|219857643|ref|NR_025232.1| Microbulbifer 
ence 2137073 2138564 Microbulbifer salipaludis 
Alteromonadaceae; Microbulbifer. 
107 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
2150729 2152142 Porphyrobacter cryptus Bacteria; 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 


Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 
32 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 
32 gi|219857633|ref|NR_025222.1| Albidovulum 
RNA, partial sequence 2152193 2153601 Albidovulum 
ria; Rhodobacterales; Rhodobacteraceae; 
32 gi|219857629|ref|NR_025218.1| Paracoccus 
ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
32 gi|219857626|ref|NR_025215.1| Desulfovibrio 
2162629 2164163 Desulfovibrio 


hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


676256 Bacteria_16S 2169598 2169567 1 32 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

676256 Bacteria_16S 2186272 2186241 1 32 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

676256 Bacteria_16S 2190876 2190845 1 32 gi| 219857605 |ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

676256 Bacteria_16S 2193823 2193796 5 32 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

676256 Bacteria_16S 2202951 2202916 1 36 gi|219857597|ref|NR_025185.1| Mycoplasma 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 2202199 2203669 Mycoplasma 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

676256 Bacteria_16S 2221062 22210311 32 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

676256 Bacteria_16S 2222414 2222383 76 107 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

676256 Bacteria_16S 2222471 2222440 1 32 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

676256 Bacteria_16S 2236271 22362401 32 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

676256 Bacteria_16S 2245279 2245248 1 32 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

676256 Bacteria_16S 2254517 2254486 1 32 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

676256 Bacteria_16S 2259131 2259100 1 32 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

676256 Bacteria_16S 2263828 2263797 1 32 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

676256 Bacteria_16S 2285296 2285265 1 32 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 2289752 2289721 1 32 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

676256 Bacteria_16S 2295735 2295704 1 32 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

676256 Bacteria_16S 2297201 2297170 1 32 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

676256 Bacteria_16S 2301634 2301603 1 32 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

676256 Bacteria_16S 2303184 2303153 1 32 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

676256 Bacteria_16S 2331991 2331960 1 32 gi|219857508|ref|NR_025096.1| Helicobacter 
canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

676256 Bacteria_16S 2350029 2349998 1 32 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
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676256 Bacteria_16S 2524444 2524413 1 32 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 

676256 Bacteria_16S 2549638 2549607 1 32 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

676256 Bacteria_16S 2563453 2563422 1 32 gi|219857335|ref|NR_024923.1| Helicobacter 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

676256 Bacteria_16S 2568036 2568005 1 32 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

676256 Bacteria_16S 2569518 2569487 1 32 gi|219857288|ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

676256 Bacteria_16S 2589577 2589546 1 32 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

676256 Bacteria_16S 2591156 2591125 1 32 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

676256 Bacteria_16S 2592730 2592699 1 32 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

676256 Bacteria_16S 2608072 2608041 1 32 gi|219857263|ref|NR_024894.1| Neptunomonas 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 

676256 Bacteria_16S 2623451 2623420 1 32 gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

676256 Bacteria_16S 2629653 2629626 5 32 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

676256 Bacteria_16S 2661479 2661448 1 32 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

676256 Bacteria_16S 2662863 2662832 1 32 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

676256 Bacteria_16S 2664307 2664276 1 32 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

676256 Bacteria_16S 2665869 2665838 1 32 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

676256 Bacteria_16S 2671855 2671824 1 32 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

676256 Bacteria_16S 2676444 2676413 1 32 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
strain Pd55 16S ribosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

676256 Bacteria_16S 2695729 2695698 1 32 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
676256 Bacteria_16S 2703453 2703426 5 32 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

676256 Bacteria_16S 2707994 2707963 1 32 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

676256 Bacteria_16S 2715323 2715288 1 36 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

676256 Bacteria_16S 2722945 2722914 1 32 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
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adaceae; Sphingo: 
ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024683.1 


m. 
ref|NR_024672.1 

2904128 290561 
tridiales Family 


ref |NR_024659.1 
69 Streptococcus 


ref|NR_024658.1 
2925520 292697 
odobacterales; R 


ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref |NR_024652.1 
uence 293453 
Oceanospirillale 
ref |NR_024634.1 
71 Streptococcus 


ref|NR_024633.1 
20 Streptococcus 


ref |NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 


219856812 


Sphingomon 


oligophenolica 


oligophenolica 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Mogibacterium vescum 

cterium vescum Bacteria; 
Mogibacterium. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 
Sphingomonas 

8 Sphingomonas 

gomonadaceae; 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Marinobacterium 
5 Marinobacterium 


nadaceae; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Sphingomonas 

Bacteria; 
monas. 

Sphingomonas 

Bacteria; 
monas. 

Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Streptococcus peroris 
peroris Bacteria; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 


ref|NR_024631.1 


adaceae; Sphingo 


Sphingopyxis chilensis 


2964771 2966222 Sphingopyxis chilensis Bacteria; 


pyxis. 


676256 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


676256 Bacteria_16S 


caldus strain KU 
Proteobacteria; 


strain DSM 3670 1 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
676256 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


676256 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
676256 Bacteria_16S 


strain RF-4 16S r 


Deinococcus-Thermus; 
676256 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


676256 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


676256 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


676256 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


676256 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


676256 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


676256 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


676256 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


676256 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


676256 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


676256 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


676256 Bacteria_16S 


strain K 16S ribo 
Proteobacteria; A 


676256 Bacteria_16S 


strain ORS 992 16 
Proteobacteria; A 


676256 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


676256 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


G 
676256 Bacteria_16S 


2994433 2994402 1 32 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 
2997537 2997510 1 


qu 


28 gi 


ammaproteobacteria; Acidithiobacillale 
3000640 3000609 1 32 gi 


Ss; 


lales; Bacillaceae; Geobacillus. 
3005232 3005201 1 32 gi 
6 16S ribosomal RNA, partial sequence 
lo 
3018699 3018672 5 
mal RNA, partial sequence 
ci; Thermales; Thermaceae; Thermus. 
3020219 30201925 32 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3021744 30217175 32 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3024805 3024774 1 32 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3029325 3029294 1 32 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3035435 3035404 1 32 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3036958 3036927 1 32 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3038512 3038481 1 32 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3041556 3041525 1 32 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3043090 3043059 1 32 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3049212 3049181 1 32 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; E 
3050650 3050619 1 32 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


32 gi 


gi 


T 


T. 


qu 
oc 


eq 
id 


cl 


s 
ia 


Ss. 


’ 


re 


s 
te. 
3064427 3064396 1 32 gi 
bacillales; Streptococcaceae; Streptoc 
3070280 3070249 1 32 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 
3071725 3071694 1 32 gi 


oc 


Ss. 


lphaproteobacteria; Rhizobiales; Beijeri 
3076193 3076162 1 32 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3085410 3085379 1 32 gi 
in ATCC 35512 16S ribosomal RNA, parti 


eria; Proteobacteria; Alphaproteobacte 


bi 


al 
ri 


3086855 3086824 1 32 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


ue 
er 


676256 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


ia; 


219846927 
ence 
Rhizobi 


’ 


219846925 
16S ribosomal RNA, partial sequence 2996783 29982 
Acidith 
219846923 
6S ribosomal RNA, partial sequence 2999867 30013 


219846920 


219846910 
3019481 30209 
hermus. 

219846909 
3021006 30224 
hermus. 

219846907 


enc 
occ 


219846904 
uence 


ial 


219846899 
3034695 30361 
ostridiu 
219846898 


equ 
les 


219846897 
3037737 30392 


219846895 
3040796 30422 


219846894 
3042319 30437 


Des 


219846889 


Moc 


219846888 


equ 
ria 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


cus 


219846875 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 


nck 


219846871 
3075492 30769 


ace 


219846865 


se 
a; 


219846864 


nce 
ia; 


3091341 3091306 1 36 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 


gi 


Ignavigranum. 


219846861 
3090574 3091990 Ignavigranum ruoffiae Bacteria; 


cystacea 
219846911 
3017969 3019430 Thermus o 


30045 


e 
aceae 


es; C 


ence 
Clo 


’ 


ulfov 


30484 
occus 


ence 
Des 


’ 


30695 


iacea 


ae; R 


quenc 
Rhodo 


Rhod 


NR_026519.1 
9516 
biac 


Agrobacterium 
8 Agrobacterium 
eae; 


ref|NR_026517.1| Acidithiobacillus 

42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026503.1 
shimai Bacte 


Thermus oshimai strain 
ria; Deinococcus- 


ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 


ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


ref |NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026496.1] Anaerobacter 

3028583 3030038 Anaerobacter 
lostridiaceae; Anaerobacter. 
ref|NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 
m. 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clostridium. 
ref|NR_026489.1| Vagococcus fluvialis 
05 Vagococcus fluvialis Bacteria; 


Enterococcus 
9 Enterococcus 


Clostridium 
6 Clostridium 


ref|NR_026487.1| Facklamia languida 
68 Facklamia languida Bacteria; 


ref|NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref|NR_026481.1 
54 3049838 Eremoc 
ref |NR_026480.1 

3049889 305136 
ulfovibrionales; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Eremococcus coleocola 
occus coleocola 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_026471.1 
27 Streptococcus 


Streptococcus ovis 
ovis Bacteria; 


ref|NR_026467.1| Vagococcus lutrae 

11 3070973 Vagococcus lutrae Bacteria; 
ref|NR_026466.1| Methylocella palustris 
locella palustris Bacteria; 

e; Methylocella. 

ref|NR_026463.1| Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026457.1] Paracoccus 

e 3084717 3086111 Paracoccus 

bacterales; Rhodobacteraceae; 


ref|NR_026456.1 
3086162 308755 
obacterales; Rho 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


ref|NR_026453.1| Ignavigranum ruoffiae 


676256 Bacteria_ 


amylophilus strai 
Proteob 


Bacteria; 
676256 Bacteria_ 


700631 16S riboso 


Lactobacillales; 
676256 Bacteria_ 
strain DSM 11603 


Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 
strain N2 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 
strain N1 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 
denitrificans strain DSM 
denitrificans Bacteria; 


Hyphomicrobium. 


676256 Bacteria_16S 
ZV-622 
zavarzinii Bacteria; 
676256 Bacteria_16S 
hollandicum strain IFAM 
hollandicum Bacteria; 


zavarzinii strain 


Hyphomicrobium. 


676256 Bacteria_16S 
plurifarium strain LMG 1 
plurifarium Bacteria; 


Mesorhizobium. 


676256 Bacteria_16S 


strain A901/1 16S 


Desulfocapsa. 


676256 Bacteria_16S 
strain GY-1 16S ribosoma 
Deinococcus-Thermus; 
676256 Bacteria_16S 
intestinalis strain KMS2 
intestinalis Bacteria; Proteobacteria; 


Desulfovibrio. 


676256 Bacteria_16S 


thiophila strain 
Bacteria; 


strain CE2203 16S 
mathranii strain 
Bacteria; 


strain ATCC 70062 
Firmicutes; 


magnetotacticum s 


magnetotacticum B 


Magnetospirillum. 


676256 Bacteria_16S 


strain IFO 10550 


strain IFO 10550 


strain IFO 15498 


16S 3095859 3095828 1 


16S 3100372 3100341 1 


Aerococcaceae; Facklamia. 
16S 3106325 3106294 1 


mal RNA, partial sequence 


riboso 
Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 
sulfexigens strain SB164 
sulfexigens Bacteria; 


3107802 31077711 
RNA, 


3109266 31092351 
RNA, 


3124446 3124415 1 


32 


32 


32 


Rhizobiales; 


32 


complete sequence 
Rhodobacterales; 


32 


complete sequence 


32 


1869 16S ribosomal RNA, partia 


gi 


gi 


219846858 
n H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
acteria; Gammaproteobacteria; Aeromonadales; 


16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium 


ref |NR_026450.1 


Succinivibrionaceae; 
219846855 
3099595 3101003 Facklamia 


ref |NR_026447.1 


ignava Bacteria; 


Ruminobacter 


Ruminobacter. 
Facklamia ignava ATCC 
Firmicutes; 


gi|219846851|ref|NR_026443.1| Aquamicrobium defluvii 
defluvii Bacteria; 
Phyllobacteriaceae; Aquamicrobium. 
gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum 
3107102 3108515 Rhodovulum robiginosum Bacteria; 
Rhodobacteraceae; Rhodovulum. 
gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 


3108566 31099 
Rhodobacterales; Rhodobacteraceae; 


80 Rhodovulum iodosum Bacteria; 


Rhodovulum. 
gi|219846839|ref|NR_026431.1| Hyphomicrobium 
1 sequence 3123738 3125183 Hyphomicrobium 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
3127404 3127373 1 32 gi| 219846837 |ref|NR_026429.1| Hyphomicrobium 
16S ribosomal RNA, partial sequence 3126704 3128141 Hyphomicrobium 


Proteobacteria; Alphaproteobacteri 


3128892 3128861 1 


3131801 31317701 


3134791 3134760 1 


3136325 3136294 1 
Proteobacteria; 
3139277 31392505 


Deinococci; 
3151442 31514111 


Proteobacteria; 
676256 Bacteria_16S 


Firmicutes; 
676256 Bacteria_16S 


Lactobacillales; 
676256 Bacteria_16S ai 
train DSM 3856 16S ribosomal RNA, partial sequence 3198121 319956 
acteria; Proteobacteria; Alphaproteobacteria; 


3160753 3160722 1 


3172810 3172779 1 


3174321 3174290 1 
A3 16S 
Clostridia; 
3180350 3180319 1 


3198767 3198736 76 


3209216 3209185 76 


3209273 3209242 1 


3210708 3210677 76 


3210765 32107341 


32 


KB-677 16S ribosomal RNA, parti 
Proteobacteria; Alphaproteobacter 


32 


1892 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacter 


32 


mal RNA, partial sequence 
Rhodobacterales; R 


32 


Pl 16S ribosomal RNA, partial s 
Deltaproteobacter 


32 


1 RNA, partial sequence 
Thermales; 


32 


16S ribosomal RNA, partial seq 
Deltaproteobacteria; 


32 


NZ27 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


32 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
676256 Bacteria_16S 


Chromatiales; 


32 


ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


32 


8 16S ribosomal RNA, partial sequence 


Aerococcaceae; Facklamia. 


107 


107 


Sphingomonadales; 


32 


Sphingomonadales; 


107 


Sphingomonadales; 


32 


gi 


gi 


gi 


3134094 31355 


gi 


gi 


3138565 31400 
Thermaceae; 


gi 


a; Rhizobiales; 
219846836 |ref 
al 
ia; 


NR_026428.1 


Rhizobiales; Hyphomicrobiaceae; 


219846834 
sequence 
ia; 


ref|NR_026426.1 


w 


Rhizobiales; Phyllobacteriaceae; 


219846832|ref|NR_026424.1 
hodobacteraceae; Paracoccus. 
219846831|ref|NR_026423.1 
equence 


ia; 


Ww 


Desulfobacterales; 


219846829 |ref|NR_026421.1 
Meiothermus. 
219846821|ref 


uence 


NR_026413.1 


w 


Desulfocapsa 
135552 3137033 Desulfocapsa 
Desulfobulbaceae; 


Hyphomicrobiaceae; Hyphomicrobium. 
Hyphomicrobium 
sequence 3128192 3129616 Hyphomicrobium 


Mesorhizobium 
131100 3132536 Mesorhizobium 


Paracoccus alkenifer 
01 Paracoccus alkenifer Bacteria; 


Meiothermus cerbereus 
00 Meiothermus cerbereus Bacteria; 


Desulfovibrio 
150676 3152184 Desulfovibrio 


Desulfur 


gi|2198468 


gi|2198468 


3172065 31735 
Chromatiaceae; 


gi|2198468 


gi|2198468 


gi|2198467 


gi|2198467 


gi|2198467 


gi| 2198467 


gi|2198467 


15 


31599 
omonadales; 


06 


05 


31735 
Thermoanaerobacteraceae 


01 


31795 


89 


Rhodospirillales; 


82 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 


Sphingomonadaceae; 


82 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 


81 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 


81 


ref |NR_026407.1 
80 3161460 Desulf 
ref |NR_026398.1 
Thiorhodococcus 


ref |NR_026397.1 
65 3175071 Thermo 


ref |NR_026393.1 
83 3181087 Fackla 


ref|NR_026381.1 


ref |NR_026374.1 
11 Sphingomonas 
Sphingo 
NR_026374.1 


ref 


Sphingo 
ref |NR_026373.1 
Sphingo 
NR_026373.1 


ref 


Desulfuromonadaceae; 


Desulfovibrionales; Desulfovibrionaceae; 


Desulfuromonas 
uromonas thiophila 
Desulfuromonas. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Thermoanaerobacter 
anaerobacter mathranii 
; Thermoanaerobacter. 

Facklamia hominis 
mia hominis Bacteria; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas mali 


11 Sphingomonas mali Bacteria; 
Sphingomonadaceae; 


monas . 


Sphingomonas pruni 


03 Sphingomonas pruni Bacteria; 
Sphingomonadaceae; 


monas. 
Sphingomonas pruni 


strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 


Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


Sphingomonadaceae; 


Sphingo 


monas . 


676256 Bacteria_16S 3218390 3218359 1 32 
strain NR-27 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; 
676256 Bacteria_16S 3224455 32244201 
strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 
676256 Bacteria_16S 
lipolytica strain 
Bacteria; Firmicutes; 
676256 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 
Desulfofustis. 
676256 Bacteria_16S 
strain TagT2C 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
676256 Bacteria_16S 3239662 32396311 32 
strain TagT2C 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
676256 Bacteria_16S 3241100 3241069 1 32 
strain NZ35 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
676256 Bacteria_16S 3248720 3248689 1 32 
strain WV6 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
676256 Bacteria_16S 3262064 3262033 76 
strain LMG 2142 1 
Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 3262121 3262090 1 
strain LMG 2142 1 
Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 3263645 3263614 1 32 
australicum strain IFAM ST1306 16S ribosomal RNA, 
australicum Bacte 
676256 Bacteria_16S 
strain DSM 8239 1 
Firmicutes; Clostridia; Clostridiales; 
676256 Bacteria_16S 3277298 3277267 1 
fimetarium strain 
fimetarium Bacteria; 
676256 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
676256 Bacteria_16S 
strain DSM 4132 1 
Firmicutes; Clostridia; 
676256 Bacteria_16S 
carbinolicum stra 
carbinolicum Bacteria; 
676256 Bacteria_16S 
wieringae strain 
wieringae Bacteria; 
676256 Bacteria_16S 


36 
3235003 3234972 1 32 


Clostridia; Clostridiales; 
3238164 3238133 1 32 
ia; Proteobacteria; 


3239605 3239574 76 107 


107 


32 


3275779 3275748 1 


32 


32 


Clos 
32 


Firmicutes; Clostridia; 
3278807 3278776 1 


Firmicutes; Clostridia; 
3280326 3280295 1 32 
Clostridiales; 
3281845 3281814 1 32 
Firmicutes; Clostridia; Cl 
3283369 3283338 1 32 


Firmicutes; Clostridia; 
3284894 3284863 1 32 
strain DSM 1030 16S ribosomal RNA, partial sequen 
Firmicutes; Clostridia; Clostridiales; 

676256 Bacteria_16S 3286401 3286370 1 32 
strain DSM 10365 16S ribosomal RNA, partial seque 
Firmicutes; Clostridia; Clostridiales; 
676256 Bacteria_16S 3297111 3297080 1 32 
ruminis strain DSM 9787 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
676256 Bacteria_16S 3300146 3300115 1 32 
sulfidovorans strain RB-1 16S ribosomal RNA, part 
sulfidovorans Bacteria; Proteobacteria; Gammaprot 
Methylophaga. 
676256 Bacteria_16S 3307851 3307820 1 32 
autotrophicus strain 7c 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteobacteria; Rh 
676256 Bacteria_16S 3309256 3309225 76 107 
strain 301 16S ribosomal RNA, partial sequence 


Sphingobacteriales; Fla 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


JW265 16S ribosomal RNA, partial sequ 


PerGlyS 16S ribosomal RNA, complete s 
Deltaproteobacteri 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


Clostridiaceae; 


Clostridiaceae; 


ria; Proteobacteria; Alphaproteobacter 


DSM 8238 16S ribosomal RNA, partial s 


DSM 8237 16S ribosomal RNA, partial se 


Clostridial 


in DSM 2925 16S ribosomal RNA, partial 


DSM 1911 16S ribosomal RNA, partial se 
Clostridial 


Eubacteriaceae; 


Clostridiaceae; 


gi| 219846775 


3217640 32191 
mmeovirgac 


gi|219846771 


ales; 
219846764 
en 
ph 
219846762 
equence 
a; 


gi 


Syntro 
gi 


gi|219846761 


Xanth 
gi 


ob 
219846761 


Xanth 
gi 


ob 
219846760 


3240430 32418 
ermobrac 


Th 


gi| 219846755 


3247999 32493 
ostridiu 


cl 


gi|219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Sphingomonadales; 


Sp 


gi|219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Sphingomonadales; 


Sp 
219846745 

al 

ia; 
219846737 


gi 
parti 


gi 


6S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Ac 
219846736 
equence 
les; 
219846735 
quence 
es; 
219846734 


gi 


tridia 
gi 


gi 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


Ac 
219846733 
sequence 
iales; 
219846732 
quence 
es; 
gi| 219846731 
ce 3284145 32856 
Ac 
gi| 219846730 
nce 3285670 32871 
El 
219846723 
ence 32963 
spiraceae; 
219846721 
quence 
eria; 


gi 


ostrid 
gi 


gi 
1 sequ 
Lachno 
gi 
ial se 
eobact 


219846716 
ence 33071 
les; 
219846715 


gi 
1 sequ 
izobia 
gi 


32236 
Acti 


ce 32342 
omonadac 


Desulfo 


3238968 32403 


acterace 


3238968 32403 
acterace 


hingomon 


hingomon 


sequenc 


Rhizob 


etobacte 


Eubac 


Eubact 


etobacte 


Eub 


Eubact 


etobacte 


ostridiu 


Thio 


Xanth 


ref 


eae; 
ref 


ref 


eae; 
ref 


ref 


ae; 
ref 


ae; 


ref 


ref 


m. 
ref 


adac 
ref 


adac 


ref 


ref 


ref 


teri 
ref 


eria 


ref 


ref 


acte 


ref 


ref 


ref 


m. 
ref 


Pse 
ref 


tric 


ref 


obac 


89 3225098 Actin 
nomy 


98 3235755 Thermo 


3237371 32389 
bact 


79 Xanthobacter 


79 Xanthobacter 


78 Sphingomonas 


78 Sphingomonas 


e 3262929 32643 


iale 


3276555 32780 


3278074 32795 


3281102 32825 


3282621 32840 
eria 


73 3297834 Pseud 


3299393 33008 


57 3308568 Xanth 


NR_026367.1 


Thermonema 
NR_026363.1 
° 
i 


cineae; Act 
NR_026356.1 


Thermosyntr 
NR_026354.1 
1 
u 


erales; Des 


NR_026353.1 


Xanthobacter 
NR_026353.1 


Xanthobacter 
NR_026352.1 


NR_026347.1 


NR_026338.1 


eae; Sphingo 
NR_026338.1 


eae; Sphingo 
NR_026337.1 
8 
Ss; Hyphomicr 
NR_026329.1 


NR_026328.1 
2 
aceae; Aceto 
NR_026327.1 
3 
ceae; Acetob 
NR_026326.1 


NR_026325.1 
7 
riaceae; Ace 
NR_026324.1 
9 
ceae; Acetob 
NR_026323.1 


NR_026322.1 


NR_026315.1 
° 
udobutyrivib 
NR_026313.1 
7 
hales; Pisci 
NR_026308.1 
° 
teraceae; Xa 


ref 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 
hium. 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Pedomicrobium 

2 Pedomicrobium 

obiaceae; Pedomicrobium. 

Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
rium. 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 
rium. 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 
rium. 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Methylophaga 

9 Methylophaga 
rickettsiaceae; 


Xanthobacter 
bacter autotrophicus 
nthobacter. 


NR_026307.1 


Xanthobacter flavus 


3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


676256 Bacteria_16S 


strain 301 16S ri 


strain BN6 16S ri 


strain BN6 16S ri 


strain Z-7491 16S 
Spirochaetes; Spi 


676256 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


676256 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


676256 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


676256 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


676256 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


676256 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


676256 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


676256 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


676256 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


676256 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


676256 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


paraputrificum st 
paraputrificum Ba 


676256 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


676256 Bacteria_16S 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


hansenii Bacteria 


Gluconacetobacter. 
676256 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


’ 


676256 Bacteria_16S 


rochaetales; 


acteria; 


ria; 


ria; 


acteria; 
676256 Bacteria_16S 


teria; 
676256 Bacteria_16S 


ridia; 
ridiales; 
ridia; 
676256 Bacteria_16S 


cteria; 


ridia; 


ribosomal RNA, 


ribosomal RNA, 


3309313 3309282 1 
bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
676256 Bacteria_16S 
bosomal 
Proteobacteria; Alphaprot 
676256 Bacteria_16S 
bosomal 
Proteobacteria; Alphaprot 
676256 Bacteria_16S 


3312202 3312171 76 


Spirochaetaceae; 
3319905 3319870 1 
train AAP 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Proteobacteria; 


3322875 3322844 77 
n JW/SL-NZ613 16S ribosomal RNA, partial sequenc 
Firmicutes; 
hermoanaerobacterium. 
3322933 3322902 1 
n JW/SL-NZ613 16S ribosomal RNA, partial 
Firmicutes; 
hermoanaerobacterium. 
3353347 3353312 1 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3365770 3365739 1 
train DSM 12679 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridiales; 
3379358 3379327 1 
DSM 5308 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


3388489 3388458 1 
16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
3389941 3389914 5 
ain ATCC 700543 16S ribosomal RNA, partial seque 
Deinococcus-Thermus; 
3408172 3408141 1 
DSM 10092 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


3439063 3439028 1 
somal RNA, partial sequence 3438312 3439771 Acine 
ammaproteobacteria; Pseudomonadales; Moraxellace 
3528765 3528734 1 
6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiales; Clostridiaceae; 
3531791 3531760 1 
omal RNA, partial sequence 
Clostridiaceae; 
3533237 3533206 1 
S ribosomal RNA, partial sequence 
Clostridiales; 
3550316 3550285 1 
rain ATCC 25780 16S ribosomal RNA, partial seque 
Firmicutes; Clostridiales; 
3551847 3551816 1 


Clostridiales; 
3553378 3553347 1 


3580530 3580499 1 
strain RB-3 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


3597519 3597488 1 


32 


107 


RNA, partial sequence 
eobacteria; 
3312259 3312228 1 


32 


RNA, partial sequence 
eobacteria; 
3316863 3316832 1 


32 
partial sequence 


36 


108 
Clostridia; 
32 
Clostridia; 


36 


32 


Clostridia; 
32 


32 


32 


32 


36 


32 


32 


Clostridia; 
32 
partial sequence 


32 


32 


32 


Sphingomonadales; 


Sphingomonadales; 


Spirochaeta. 


Deinococci; 


3531057 3532455 Sarci 


Sarcina. 
32 gi|219846554 
3532506 35339 
Clostridiaceae; Sarcina. 
32 gi| 219846543 


Clostridiaceae; 


gi| 219846715 
3308619 33100 


Xanthobacteraceae; 


gi|219846712 
3311548 33129 


gi| 219846712 
3311548 33129 


gi|219846709 
3316113 33175 


gi|219846706 
Oc 


gi|219846704 


Thermoanaerobacterales; 


219846704 
sequenc 


gi 


Thermoanaerobacterales; 


gi|219846682 
3352589 33540 


gi|219846673 


gi| 219846663 


Desulfo 


gi| 219846653 


gi|219846652 
Thermale 
gi|219846640 
Syntroph 


gi| 219846617 


gi|219846557 
Clostridiu 


gi|219846555 


Gg 
gi|219846542 
3551089 35526 
Caloramato 
gi|219846541 
Rhodospir 


219846522 
sequence 


gi 


Sphingomonadaceae; 


Sphingomonadaceae; 


Halomonadaceae; 


ref|NR_026307.1] Xanthobacter flavus 
30 Xanthobacter flavus Bacteria; 
Xanthobacter. 
ref|NR_026304.1| Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
Sphingobium. 

ref|NR_026304.1| Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
Sphingobium. 

ref|NR_026301.1| Spirochaeta alkalica 
87 Spirochaeta alkalica Bacteria; 


ref|NR_026298.1| Halomonas 
3319157 3320633 Halomonas 
eanospirillales; Halomonadaceae; 


ref |NR_026296.1| Thermoanaerobacterium 
e 3322195 3323672 Thermoanaerobacterium 
Thermoanaerobacterales Family III. 


ref|NR_026296.1| Thermoanaerobacterium 
e 3322195 3323672 Thermoanaerobacterium 
Thermoanaerobacterales Family III. 


ref|NR_026274.1| Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
Halomonas. 
NR_026265.1 
336503 
Clostridiaceae; 
ref|NR_026255.1| Desulfovibrio 
3378593 3380098 Desulfovibrio 
vibrionales; Desulfovibrionaceae; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 


ref 


ref|NR_026245.1| Rhabdochromatium 

93 Rhabdochromatium marinum Bacteria; 

Rhabdochromatium. 

ref|NR_026244.1| Meiothermus 

nce 3389244 3390664 Meiothermus 

s; Thermaceae; Meiothermus. 

ref|NR_026232.1|] Syntrophobacter 
3407396 3408881 Syntrophobacter 


obacterales; Syntrophobacteraceae; 
ref|NR_026209.1| Acinetobacter lwoffii 
tobacter lwoffii Bacteria; 

ae; Acinetobacter. 

ref|NR_026149.1| Clostridium quinii 

95 Clostridium quinii Bacteria; 

m. 

ref|NR_026147.1| Sarcina maxima strain 


na maxima Bacteria; Firmicutes; 
ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 


ref|NR_026135.1| Clostridium 

nce 3549572 3551038 Clostridium 

lostridiaceae; Clostridium. 

ref|NR_026134.1| Caloramator indicus 

03 Caloramator indicus Bacteria; 

aan 

ref|NR_026133.1] Gluconacetobacter 
3552654 3554134 Gluconacetobacter 

illales; Acetobacteraceae; 


ref|NR_026114.1] Roseococcus 
3579840 3581265 Roseococcus 
Rhodospirillales; Acetobacteraceae; 


gi|219846509 


ref|NR_026101.1| Clostridium 


lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 


676256 Bacteria_16S 3603697 3603666 1 32 gi|219846504|ref|NR_026096.1 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 
Sinorhizobium. 

676256 Bacteria_16S 3630740 3630709 1 32 gi| 219846485 |ref|NR_026077.1 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 36314 

Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 
676256 Bacteria_16S 3632265 3632234 1 32 gi|219846484|ref|NR_026076.1 


strain Dfrl 16S r 
D 
676256 Bacteria_16S 
succiniciproducens strain S411 16S ribosomal RNA, parti 
succiniciproducens Bacteria; Proteobacteria; Gammaprote 
Anaerobiospirillum. 
676256 Bacteria_16S 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
676256 Bacteria_16S 


Proteobacteria; 


strain USDA 1844 


Bacteria; 
strain VKM-14L 16 
Proteobacteria; 


Proteobacteria; 


tamworthensis Bac 
Amaricoccus. 


676256 Bacteria_16S 
strain H152 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
676256 Bacteria_16S 


arcticus strain 2 
Bacteria; 


strain CNS 2-75 1 


strain LRB 8581 1 
Proteobacteria; E 


676256 Bacteria_16S 


strain Pasteur II 
Firmicutes; 


strain 2585 16S r 
Firmicutes; Clost 


676256 Bacteria_16S 


sporothermodurans 
sporothermodurans 


676256 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


676256 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


676256 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


676256 Bacteria_16S 


strain UPM-Ca7 16 


funditum strain p 
Bacteria; Firmicu 


676256 Bacteria_16S 


strain ATCC 29543 


G 
676256 Bacteria_16S 
strain LK6 16S ri 
G 
676256 Bacteria_16S 
tamworthensis str 


Proteob 
676256 Bacteria_16S 


Clost 
676256 Bacteria_16S 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3633729 3633698 1 32 gi 


, 


3635250 3635219 1 32 gi 


3645947 3645916 1 32 gi 


3648984 3648953 1 32 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650523 3650492 1 32 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3652064 3652033 1 32 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3655121 3655090 1 32 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


3656598 3656567 1 32 
ibosomal RNA, partial sequence 


gi 


3682569 3682538 1 32 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3684022 3683991 1 32 gi 


als 
3697610 3697579 1 32 gi 
psilonproteobacteria; Campylobacterale 
3711179 3711148 1 32 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3720149 3720118 1 32 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 

3723255 3723224 1 32 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3772234 3772203 1 32 gi 
train H2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Deltaproteoba 


S; 


cl 


cl 


1 
il 


qu 
ct 


3773708 3773677 1 32 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3790291 3790256 1 36 gi 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
3800854 3800823 1 32 gi 
S ribosomal RNA, partial sequence 


en 


ob 
3811552 38115211 32 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3817701 3817670 1 32 gi 
16S ribosomal RNA, partial sequence 


e; 
2 


3631486 36329 


219846483 
al 
ob 


219846482 


ob 
219846474 
16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
676256 Bacteria_16S 
szegediense strai 
Proteob 
676256 Bacteria_16S 


bi 
219846472 
nc 
oc 
219846471 
3649747 36512 
et 
219846470 
3651286 36527 
et. 
219846468 
se 
er 


219846467 
3655877 36573 
bi 
219846449 


te. 
219846448 
6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
676256 Bacteria_16S 219846438 
6S ribosomal RNA, partial sequence 3696887 36983 


219846429 
219846422 
3719395 37209 


219846419 


219846383 


219846382 


omonadales; 
219846370 
3789540 37910 


219846362 
3800153 38015 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


676256 Bacteria_16S 219846355 


Geobacteraceae; Geobacte 
ref|NR_026075.1 
e 3633011 363447 


Aeromonadales; 


sequenc 
acteria; 


ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026066.1 


36345 
acterale 


Rhizobium/Agrobac 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026060.1 

3654403 365582 
obacterales; Rho 


aceae; 
e 36482 
cales; M 


hylococec 


hylococec 


quence 
ia; Rhod 


ref|NR_026059.1 


Rhizobium/Agrobac 
ref |NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref |NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref |NR_026020.1 
25 3711931 Clostr 
m. 
ref 


aceae; 


36818 
rales; R 


aceae; O 


Helicob 


37104 
ostridiu 
NR_026013.1 
ostridium. 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_025974.1 

3771473 377289 
sulfuromonadales 


sequence 
laceae; 


ence 
eria; De 
ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025961.1 
15 Acholeplasma 
Acholeplasma. 

ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025946.1 
56 3812276 Carnob 
cterium. 


ce 37729 


aceae; 


acteriac 


38107 
Carnoba 


19846351 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


ny 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


ts 
Anaerobiospirillum 

8 Anaerobiospirillum 

Succinivibrionaceae; 


Helicobacter rodentium 

bacter rodentium 

ceae; Helicobacter. 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Bacillus 
9 Bacillus 


Geobacter 
0 Geobacter 
Geobacteraceae; 


v 


Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Acholeplasma laidlawii 


laidlawii Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Carnobacterium 
acterium funditum 


ref |NR_025942.1 
3816954 3818434 Woline 


Wolinella succinogenes 
lla succinogenes 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 


AGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAG 
GTGGATGTGTTAATAGCNCNTTCATTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGG 
AATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGCAGACTAGAGTACTGTA 
GAGGGGGGTAGAATTTCAGGTGTANCGGTGAAATGCGTAGAGATCTAAAGGAATACCGGTGGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAAGATGCGA 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCG 
TTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGA 
AGAACCTTACCTACTCTTGACATCCTCAGAAGAGACTGGAGACAGTCTTGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTCATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGT 
GGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACTTGCGAAAGTGAGCGAATCCCAAAA 
AGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGGGGACGCTCACCACTTTGTGGTTCANNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGTCGACAGAGTTTGATCCTGGCTCAGGACGAACGCTGGTGGCGTGATTAACACATGCAAGTCGAACGATG 
AAGCCGGAGCTTGGTCTGGTGGATTAGTGGCGAACGGGTGAGTGACAAGTGAGTAACCTGCCCTTGACTCTGGAATAAGCGTTGGAAACGACGTCTAATACTGGA 
TACGAGCTTCAGCCGCATGGCTAGGAGCTGGAAAGAATTTCGGTCAAGGATGGACTCGCGGCCTATCAGGTAGTTGGTGAGGTAATAGCTCACCAAGCCTACGAC 
GGGTAGCCGGCCTGAGAGGGTGACCGGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCT 
GATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGATGTGCTTGTCACATCATGACGGTACCTGCAGAAAAA 
GCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTG 
TGAAAACTGGGGGCTCAACCCCCAGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCA 
GGAGGAACACCAATGGCGAAGGCAGATCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTA 
AACGTTGGGAACTAGATGTAGGGACCATTCCACGGTTTCTGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGACTTGACATATACGAGAACGGGCTAGAAATAGTC 
AACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTTTGTTGCC 
AGCACGTAATGGTGGGAACTCAAAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTTAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATG 
CTACAATGGCCGATACAAAGGGCTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGG 
AGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGC 
CTAACCCCCTTGTGGGGAGGGAGCTGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCAGAGCTTGCTCTGTGGA 
TTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGAATAAGCGTTGGAAACGACGTCTAATACTGGATACGAGCTTCAGCCGCATGGCTA 
GGAGTTGGAAAGATTTTCGGTCAAGGATGGACTCGCGGCCTATCAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGA 
CCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGA 
CGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGATGTGCTTGTCACATCATGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACCGGAGGCTCAACCTCCG 
GCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCA 
GATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAGATGTAGGGA 
CCATTCCACGGTTTCTGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGACTTGACATATACGAGAACGGGCTAGAAATAGTTCACTCTTTGGACACTCGTAAACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTTTGTTGCCAGCACGTAATGGTGGGAACTCAA 
AGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGATACAAAGGGC 
TGCAATACCGCAAGGTGGAGCGAATCCCAAAAAGTCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCGCAAGGGGAGGAGCT 
GTCGAAGGTGGGATTGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNGCCTAACACATGCAAGTCGAGCGGAAACGACATCTTCGGATGGGCGTCAAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGC 
CCTTTTGTGGAGGATAACCCGGGGAAACTCGGGCTAATACTGCATAATCTCTACGGAGCAAAGCGGGGCTCTTCTACCCTCGCGCAAAAGGATGAGCCTAGGTCT 
GATTAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTAAGCAGGAAAGA 
AAAGCGCCGGATTAATACTCCGGCGTGTTGACGGTACCTGCAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATC 
GGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTGCGTGTGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCGAAACTGCGCAACTAGAATGTGG 
TAGAGGAAGATGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAATGGCGAAGGCAATCTTCTGGGCCAACATTGACGCTGAGGTACGA 
AAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAGACGTTGGTTGACATAGTCGATCAGTGTCGCAGCAAACGCGTT 
AAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAG 
AACCTTACCTGCCCTTGACATCCTGTGAACTTTCCGGAGACGGAGGGGTGCTTTCGAGAACACAGTGACAGGTGCTGCTTGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ATGACGTCAAGTCATCATGGCCCTTATGGGCAGGGCTACACACGTGCTACAATGGCAAGTACAAAGGGTTGCGAACCAGCGATGGGGTGCTAATCTCATAAAGCT 
TGTCTTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACTACCATGGAAGTCGGTTGCACCAGAAGAGGCTAGTCTAACTTTAGGGAGGACGGTCTCCACGGTGTGATCGATGACTGGGGTGNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAA 
CTCTTCGGAGTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTACGGAATAACTCAGAGAAATTTGTGCTAATACCGTATAATGTCTTCGGAC 
CAAAGATTTATCGCCCAAGGATGAGCCCGCGTAAGATTAGCTAGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGG 
CCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTA 
GCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTTTCAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAATAGCCTTTGAAACTGGAAGACT 
TGAATCTTGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTGACTGGACAAGTATTGACGCT 
GAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTATCTGTCCGGGCTCATAGAGCTTGGGTGGAGCAGC 
TAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGC 
AACGCGCAGAACCTTACCAGCGTTTGACATCCTTGTCGCGGATTCCAGAGATGGTTTCCTTCAGTTCGGCTGGACAAGTGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCCTAGTTGCCATCATTTAGTTGGGCACTCTAAGGAAACTGCCGGTGATAAGCCG 
GAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACACGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAACCGGGCGACCGGTAGCTA 
ATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCA 
GGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTCACCCGAAGGCAGTGCTCTAACCCGCAAGGGAGGAAGCTGACCACGGTGGGATCAGCGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTT 
TGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGAGTAACACGTGGGAACATACCCT 
TTGGTGCGGAACAACAGCTGGAAACGGCTGCTAATACCGCATGCGCCCTACGGGGGAAAGATTTATCGCCGAAGGATTGGCCCGCGTCTGATTAGCTAGTTGGTG 
AGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 


676256 Bacteria_16S 3819224 3819193 1 32 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 


strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
676256 Bacteria_16S 3831464 3831433 1 32 gi| 219846341 |ref|NR_025931.1] Ruminococcus 


flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
676256 Bacteria_16S 3834352 38343211 32 gi|219846339|ref|NR_025929.1| Ruminococcus albus 

strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 


676256 Bacteria_16S 3837332 3837297 1 36 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

676256 Bacteria_16S 3852461 3852430 1 32 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

676256 Bacteria_16S 3869181 3869150 1 32 gi|219846316|ref|NR_025906.1| Arcobacter 


nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 


676256 Bacteria_16S 3876899 3876872 5 32 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

676256 Bacteria_16S 3878419 3878392 5 32 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

676256 Bacteria_16S 3881528 3881497 1 32 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 


thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
676256 Bacteria_16S 3886217 3886186 1 32 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 


676256 Bacteria_16S 3893932 3893901 1 32 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

676256 Bacteria_16S 3898594 3898563 1 32 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

676256 Bacteria_16S 3900013 3899982 76 107 gi|219846295|ref|NR_025885.1| Roseibium denhamense 


strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 
676256 Bacteria_16S 3900070 3900039 1 32 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 
676256 Bacteria_16S 3912255 3912224 1 32 gi|219846286|ref|NR_025876.1]| Agromonas 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
676256 Bacteria_16S 3936459 3936428 1 32 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 


676256 Bacteria_16S 3937893 3937862 1 32 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

676256 Bacteria_16S 3954102 3954071 1 32 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

676256 Bacteria_16S 3955541 3955510 1 32 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

676256 Bacteria_16S 3965992 3965961 76 107 gi|219846248|ref|NR_025838.1| Novosphingobium 


capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 
676256 Bacteria_16S 3966049 3966018 1 32 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 
676256 Bacteria_16S 3967562 39675311 32 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
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ref|NR_025778.1| Alicyclobacillus 


vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
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4057182 40571511 32 gi|219846182|ref|NR_025772.1| Microbulbifer 
TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

4064816 4064785 1 32 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

4066341 4066310 1 32 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

4067784 4067753 1 32 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

4095179 4095148 1 32 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
osomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

4105553 4105522 1 32 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

4107087 4107052 1 36 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
ibosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

4108557 4108526 1 32 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
ibosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 

teobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

4113159 41131241 36 gi|219846142|ref|NR_025732.1| Brevibacterium 
KM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 

4134422 41343911 32 gi|219846124|ref|NR_025714.1| Paracoccus 
in BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

4137512 4137477 1 36 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 

ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4143774 4143739 1 36 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4145340 4145305 1 36 gi|219846117|ref|NR_025707.1| Spiroplasma 
ain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4156151 4156116 1 36 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4165429 4165398 1 32 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

4171491 4171460 1 32 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
bacillales; Enterococcaceae; Vagococcus. 

4206353 4206322 1 32 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
train ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 

4207851 4207820 1 32 gi|219846070|ref|NR_025660.1| Carboxydocella 

strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
ella. 

4220116 4220085 1 32 gi|219846061|ref|NR_025651.1| Clostridium 

strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

4223109 4223078 1 32 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
lphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

184431 184401 1 31 gi| 265678940 |ref|NR_029248.1| Clostridium nexile DSM 
1 RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
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676256 Bacteria_16S 3599072 3599042 1 31 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

676256 Bacteria_16S 3763354 3763324 1 31 gi|219846390|ref|NR_025981.1] Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

676256 Bacteria_16S 3832849 3832803 63 108 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

676256 Bacteria_16S 4025440 4025410 1 31 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

676256 Bacteria_16S 2631154 2631123 1 32 gi|219857238|ref|NR_024866.1| Methylarcula terricola 
strain hl 16S ribosomal RNA, partial sequence 2630432 2631792 Methylarcula terricola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 

676256 Bacteria_16S 2898767 2898738 2 31 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

676256 Bacteria_16S 3778 3746 76 108 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

676256 Bacteria_16S 15683 15651 76 108 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

676256 Bacteria_16S 17219 17199 76 96 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

676256 Bacteria_16S 23380 23348 76 108 gi| 265679048 |ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

676256 Bacteria_16S 26445 26413 76 108 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

676256 Bacteria_16S 41567 41543 L 25 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

676256 Bacteria_16S 47538 47506 76 108 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

676256 Bacteria_16S 70352 70332 76 96 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

676256 Bacteria_16S 75002 74974 1 29 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

676256 Bacteria_16S 76377 76349 1 29 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

676256 Bacteria_16S 83790 83758 76 108 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

676256 Bacteria_16S 86817 86785 76 108 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

676256 Bacteria_16S 102145 102113 76 108 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

676256 Bacteria_16S 152333 152313 76 96 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

676256 Bacteria_16S 153878 153858 76 96 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

676256 Bacteria_16S 166188 166168 76 96 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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676256 Bacteria_16S 195099 195067 76 108 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 
676256 Bacteria_16S 196608 196576 76 108 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
strain A30 16S ribosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

676256 Bacteria_16S 198078 198046 76 108 gi| 265678931 |ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

676256 Bacteria_16S 210604 210572 76 108 gi|265678922|ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

676256 Bacteria_16S 215262 215230 76 108 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

676256 Bacteria_16S 219911 219879 76 108 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

676256 Bacteria_16S 222943 222919 1 25 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

676256 Bacteria_16S 257936 257904 76 108 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
676256 Bacteria_16S 292802 292778 1 25 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 
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strain S-182 16S 
Firmicutes; Lacto 


G 


Proteob 


16S 169355 169331 1 25 


ibosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 


192077 192045 76 108 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
193587 193555 76 108 gi 
in 1521 of Whittenbury 16S ribosomal R 


Methylobacter. 


265678950 
168553 16998 


189853 19130 
ammaproteobacteria; Methylococcales; Methylococc 
265678935 
ence 19135 
occales; 
265678934 
NA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


M 


ref 


acea 
ref 
ethylococca 
ref 


1 sequence 


Baci 
ref 

quen 
bact 


ce 
erales; 


asteurellaceae; Aggregatibacter. 

321422 321390 76 108 gi| 265678846 
strain DKP 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; 

332382 332350 76 108 gi| 265678839 

a strain JW 701/3 16S ribosomal RNA, complete se 
a Bacteria; Firmicutes; Clostridia; Thermoanaero 
oorella. 

340164 340144 76 96 gi| 265678831 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococcus. 


NR_029258.1 


NR_029242.1 


1 
ceae; 


v 


ref 


NR_029136.1 
339450 340885 Pediococcus parvulus Bacteria; 


Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
16S 170831 170807 1 25 gi|265678949|ref|NR_029257.1| Vibrio mediterranei 
osomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
16S 172341 172317 1 25 gi| 265678948 |ref|NR_029256.1| Vibrio gazogenes 
ibosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
16S 173849 173825 1 25 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Aliivibrio. 
16S 175357 175333 1 25 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
6S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
16S 176843 176819 1 25 gi| 265678945 |ref|NR_029253.1| Photobacterium 
L1 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
16S 178351 178327 1 25 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
16S 179773 179741 76 108 gi| 265678943 |ref|NR_029251.1| Methylococcus 
in IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
eria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
16S 190567 190535 76 108 gi|265678936|ref|NR_029244.1| Methylomicrobium album 


6 Methylomicrobium album Bacteria; 
e; Methylomi 
NR_029243.1 
7 #192822 Methy 


crobium. 


Methylomonas 


omonas aurantiaca 


Methylomonas. 
Methylobacter 
192873 194334 


Methylococcales; 


Proteobacteria; Gammaproteobacteria; 


Bacillus 
Bacillus 


Moorella 
333194 Moorella 


moanaerobacteraceae; 


Pediococcus parvulus 


676256 Bacteria 1 


strain 124-2 16S 
Firmicutes; 


strain MB312 16S 


anticariensis Bac 
Halomonas. 


676256 Bacteria_16S 
delbrueckii subsp 
Lactobacillus delbrueckii subsp. 


Lactobacillus. 


676256 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; 


gastricus strain 
gastricus Bacteri 


676256 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


676256 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; 


strain AU476 16S 


strain S-5623 16S 
Firmicutes; Lacto 


676256 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


676256 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


676256 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


676256 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


676256 Bacteria_16S 


coryniformis subs 


Lacto 
676256 Bacteria 1 
borstelensis stra 
borstelensis Bact 
676256 Bacteria_16S 


Clost 
676256 Bacteria_16S 
massiliensis stra 
massiliensis Bact 
676256 Bacteria_16S 


G 
676256 Bacteria_16S 


6S 344632 344612 76 96 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
6S 347661 347629 76 108 gi 


gi 


Paenibac 
gi 


Firmicutes; Bacillales; 
352007 351987 76 96 
ribosomal RNA, partial sequence 


eria; 


369873 369841 76 108 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


380461 380441 76 96 gi 
indicus strain NCC725 16S ribosomal 


388125 388105 76 96 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
392786 392754 76 108 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
412860 412840 76 96 gi 
Kx156A7 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactob 
414464 414444 76 96 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; Lacto 
418979 418947 76 108 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
465079 465059 76 96 gi 
ribosomal RNA, partial sequence 


gi 


472776 472756 76 96 

ribosomal RNA, partial sequence 
bacillales; Weissella. 
475853 475833 76 


gi 


96 gi 


GCL 1731 16S ribosomal RNA, partial s 
ia; Firmicutes; Lactobacillales; Lacto 
486577 486553 1 25 gi 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
491225 491193 76 108 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
502026 501994 76 108 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
508161 508141 76 96 gi 
p- torquens strain 30 16S ribosomal RN. 


gi 


gi 


343905 34542 


in Logan B4029 16S ribosomal RNA, part 


351363 35277 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
676256 Bacteria_16S 
anticariensis str 


indicus Bacteria; 


387448 38884 


418286 41972 


464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
676256 Bacteria_16S 
472041 47353 


485792 487320 Vibri 


501307 50281 


265678828 


illus. 

265678826 
ial sequen 
illaceae; 
265678823 


biaceae; R 
265678808 
quence 
eria; Ocea 
265678801 
RNA, parti 


265678796 


Veillonel 

265678793 
sequence 
illaceae; 
265678779 
quence 
acillaceae 
265678778 
equence 
bacillacea 
265678775 


Halomonad 
265678741 


Rhodospiri 
265678736 


265678713 
A, complet 


Firmicutes; 


e se 


ref |NR_029133.1| Lactobacillus pentosus 
3 Lactobacillus pentosus Bacteria; 
ref|NR_029131.1| Brevibacillus 
ce 346943 348361 Brevibacillus 
Brevibacillus. 
ref|NR_029128.1| Rhodobium orientis 
0 Rhodobium orientis Bacteria; 
hodobium. 
ref|NR_029113.1] Halomonas 

369170 370614 Halomonas 
nospirillales; Halomonadaceae; 
ref|NR_029106.1| Lactobacillus 
al sequence 379741 381255 


Lactobacillales; Lactobacillaceae; 


ref|NR_029101.1| Veillonella ratti 

3 Veillonella ratti Bacteria; 

la. 

ref|NR_029098.1| Paenibacillus 
392074 393575 Paenibacillus 

Paenibacillus. 

ref|NR_029084.1| Lactobacillus 
412124 413673 Lactobacillus 

; Lactobacillus. 

ref |NR_029083.1| Lactobacillus 
413724 415278 Lactobacillus 

e; Lactobacillus. 

ref|NR_029080.1| Halomonas boliviensis 

6 Halomonas boliviensis Bacteria; 

aceae; Halomonas. 

ref|NR_029046.1| Inquilinus limosus 


9 Inquilinus limosus Bacteria; 
llaceae; Inquilinus. 

ref|NR_029041.1| Weissella koreensis 
7 Weissella koreensis Bacteria; 


265678734 |ref|NR_029039.1| Lactobacillus 
equence 475117 476512 Lactobacillus 
bacillaceae; Lactobacillus. 
265678727|ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 
265678724 |ref|NR_029029.1| Halomonas organivorans 
490502 491973 Halomonas organivorans Bacteria; 
Halomonadaceae; Halomonas. 
265678717|ref|NR_029022.1| Bacillus indicus 


1 Bacillus indicus Bacteria; 


Lactobacillus 
507410 508930 


ref|NR_029018.1 


quence 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


676256 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


676256 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


676256 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens 


Enterobacteriales 


676256 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


676256 Bacteria_16S 


Lactobacillus. 

514104 514084 76 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
515569 515537 76 108 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; 
517188 517164 1 
thrac 


96 gi 


Lactobac 
gi 


Gammaprote 
25 gi 
ensis strain 39-8 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


518754 518730 1 25 gi 
kayaii strain 1121 16S ribosomal RNA 


Photorhabdus. 
526334 526302 76 


e; 


108 


- kayaii Bacteria; Proteobacteria; Gammaproteoba 


gi 


265678709|ref|NR_029014.1| Lactobacillus rossiae 
513446 514813 Lactobacillus rossiae Bacteria; 

illus. 

265678708|ref|NR_029013.1| Reinekea 

partial sequence 514864 516365 Reinekea 

obacteria; Reinekea. 

265678707 |ref|NR_029012.1| Photorhabdus 

RNA, complete sequence 516416 517931 


subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


contaminans strain R-16222 16S ribosomal RNA, partial sequence 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


265678706 |ref|NR_029011.1| Photorhabdus 

, complete sequence 517982 519496 Photorhabdus 
cteria; Enterobacteriales; 

265678701|ref|NR_029006.1| Anoxybacillus 


525601 527141 Anoxybacillus 


676256 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


676256 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


676256 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


676256 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


676256 Bacteria_16S 


albertensis strai 
albertensis Bacte 


Acidithiobacillus. 
676256 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


676256 Bacteria_16S 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


676256 Bacteria_16S 


strain V2-BIII-A2 


532390 532358 76 108 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
lales; Bacillaceae; Bacillus. 

540052 540020 76 108 gi|265678692|ref|NR_028997.1| Subdoligranulum 
BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
tes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

546223 546199 1 25 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 

16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 

ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

550837 550817 76 96 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
ain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

563063 563031 76 108 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
n DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 


ria; Proteobacteria; 


582585 582553 76 108 
ibosomal RNA, partial sequence 


gi 


584134 584110 1 25 gi 


585573 585541 
16S ribosomal RNA, 


76 108 gi 
partial sequence 


Gammaproteobacter 


265678664 


581868 58337 


265678663 
equence 
ria; 


265678662 
58488 


ia; Acidit 


Rhodo 


hiobacillales; Acidithiobacillaceae; 
ref|NR_028969.1| Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


ref|NR_028968.1 
583422 584837 
bacterales; Rhod 


Paracoccus 
Paracoccus 
obacteraceae; 


ref |NR_028967.1 
8 586308 Bacill 


Bacillus barbaricus 
us barbaricus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 594634 594602 76 108 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

676256 Bacteria_16S 605098 605066 76 108 gi|265678648|ref|NR_028953.1| Saccharospirillum 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 
Saccharospirillum. 

676256 Bacteria_16S 606645 606613 76 108 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

676256 Bacteria_16S 609715 609683 76 108 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

676256 Bacteria_16S 611262 611242 76 96 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

676256 Bacteria_16S 615989 615965 1 25 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

676256 Bacteria_16S 628119 628095 1 25 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M11 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

676256 Bacteria_16S 629542 629522 76 96 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

676256 Bacteria_16S 644966 644942 1 25 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 


Gammaproteobacter 


676256 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


676256 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


676256 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


676256 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


676256 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


ia; Vibrionales; Vibrionaceae; Vibrio. 
652367 652347 76 96 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
662893 662869 1 25 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
690226 690202 1 


25 gi 


265678615 


651676 65311 


Clostridiu 
265678607 


662137 66364 


Enterobac 


265678589 


16S ribosomal RNA, partial sequence 689459 69096 


ammaproteobacteria; Enterobacteriales; 
691778 691754 1 25 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; 


702204 702172 76 108 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 


gi 


Paenibacillus 


Gammaproteobacter 


Enterobac 
265678588 
sequence 
ia; Entero 


265678581 


ref|NR_028920.1| Clostridium uliginosum 
2 Clostridium uliginosum Bacteria; 

m. 
ref|NR_028912.1 
7 Enterobacter 
teriaceae; Ente 


Enterobacter cloacae 
cloacae Bacteria; 
robacter; Enterobacter 


ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028893.1| Buttiauxella 

691014 692520 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref 


NR_028886.1| Paenibacillus graminis 


701473 702909 Paenibacillus graminis Bacteria; 


676256 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


676256 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


676256 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


676256 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


676256 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


676256 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


676256 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


676256 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


676256 Bacteria_16S 


silvestris strain 
silvestris Bacter 


676256 Bacteria_16S 


histaminiformans 
histaminiformans 


676256 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


676256 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


676256 Bacteria_16S 


montpellierensis 
montpellierensis 


676256 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
676256 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


676256 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


676256 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


676256 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


676256 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


676256 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


676256 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


676256 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


676256 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


676256 Bacteria_16S 


703675 703643 76 108 gi 
ammaproteobacteria; 
709464 709440 
16S ribosomal RNA, 
ammaproteobacteria; Vibrionales; Vibri 
717217 #717193 1 25 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
718767 718735 76 108 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
721860 721836 1 25 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723446 723422 1 25 gi 
laumondii strain TTO1 16S ribosomal 


Chromatiales; Chro: 
4: 25 gi 
partial sequence 


gi 


; Enterobacteriaceae; Photorhabdus. 


725029 725005 1 25 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


728079 728047 76 108 gi 


acteria; Gammaproteobacteria; Chromati 


731021 730989 76 108 gi 
HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
735541 735509 76 108 gi 


strain MR2 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clos 
754461 754437 1 25 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
761990 761958 76 108 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
766656 766636 76 96 gi 
strain ADV 281.99 16S ribosomal RNA, p 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 


6S ribosomal RNA, partial sequence 702960 70436 


Bacteria; Firmicutes; Clostridia; Clostridiales; 
768104 768084 76 96 gi| 265678534 
osomal RNA, partial sequence 767437 76891 
Rhizobiales; Hyphomicrobiace 
797342 797310 76 108 gi| 265678514 
strain PR-Nl 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Paenibacillac 
798906 798874 76 108 gi| 265678513 
ribosomal RNA, partial sequence 798207 79971 
pelotrichi; Erysipelotrichales; Erysipelotrichac 
808157 808137 76 96 gi| 265678507 
KR3 16S ribosomal RNA, partial sequence 80741 
tes; Lactobacillales; Lactobacillaceae; Lactobac 
812756 812724 76 108 gi| 265678504 
ALM2 16S ribosomal RNA, partial sequence 81203 
acteria; Gammaproteobacteria; Chromatiales; Ecto 
818799 818775 1 25 gi| 265678500 
ribosomal RNA, partial sequence 818049 81950 
ammaproteobacteria; Enterobacteriales; Enterobac 
820304 820280 1 25 gi| 265678499 
bosomal RNA, partial sequence 819558 82101 
ammaproteobacteria; Enterobacteriales; Enterobac 
840176 840144 76 108 gi| 265678486 
somal RNA, partial sequence 839468 840930 Geoba 
laceae; Geobacillus. 
844783 844759 1 25 gi| 265678483 
16S ribosomal RNA, partial sequence 844000 84550 
ammaproteobacteria; Enterobacteriales; Enterobac 
850576 850544 76 108 gi| 265678479 


849874 85135 


265678565 
RNA, part 


265678563 
72737 
ales; Ecto 
265678561 
uence 
ceae; Soli 
265678558 
sequence 
tridiales; 
265678543 
ence 75371 
cteriales; 
265678538 
quence 
illaceae; 
265678535 
artial seq 


e; Heliore 


902263 902231 76 108 gi 


265678580 |ref|NR_028885.1| Lamprocystis purpurea 
5 Lamprocystis purpurea Bacteria; 
matiaceae; Lamprocystis. 
265678576|ref|NR_028881.1| Aliivibrio wodanis 
708668 710188 Aliivibrio wodanis Bacteria; 
onaceae; Aliivibrio. 
265678570|ref|NR_028875.1| Enterobacter pyrinus 
716437 717968 Enterobacter pyrinus Bacteria; 
Enterobacteriaceae; Enterobacter. 
265678569 |ref|NR_028873.1| Virgibacillus 
ence 718019 719581 Virgibacillus marismortui 
illus. 
265678567 |ref|NR_028871.1| Photorhabdus temperata 
721087 722612 Photorhabdus temperata Bacteria; 
Enterobacteriaceae; Photorhabdus. 
265678566 |ref|NR_028870.1| Photorhabdus 
RNA, partial sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ref 
ial 


NR_028869.1 
sequence 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_028867.1| Thiorhodospira 
0 728734 Thiorhodospira sibirica 
thiorhodospiraceae; Thiorhodospira. 
ref|NR_028865.1| Solibacillus 
730321 731827 Solibacillus 
bacillus. 
ref|NR_028862.1| Allisonella 
734793 736329 Allisonella 
Veillonellaceae; Allisonella. 
ref|NR_028847.1| Cardiobacterium 
9 755211 Cardiobacterium valvarum 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_028842.1| Paenibacillus 
761257 762788 Paenibacillus 
Paenibacillus. 
ref |NR_028839.1| Veillonella 
uence 765978 767386 Veillonella 
Veillonellaceae; Veillonella. 
ref|NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 
ae; Devosia. 
ref|NR_028817.1| Paenibacillus 
e 796606 798156 Paenibacillus 
eae; Paenibacillus. 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_028810.1| Lactobacillus 
2 808917 Lactobacillus ingluviei 
illus. 
ref|NR_028807.1| Thioalkalivibrio 
5 813508 Thioalkalivibrio jannaschii 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_028803.1| Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028802.1| Kluyvera intermedia 

0 Kluyvera intermedia Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028789.1| Geobacillus uzenensis 
cillus uzenensis Bacteria; Firmicutes; 


ref|NR_028786.1| Samsonia erythrinae 
2 Samsonia erythrinae Bacteria; 
teriaceae; Samsonia. 

ref|NR_028782.1| Heliorestis baculata 
8 Heliorestis baculata Bacteria; 
stis. 


265678443 


denitrificans strain ALJD 16S ribosomal RNA, partial sequence 


ref|NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 


denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 

676256 Bacteria_16S 
strain Greoux 11 
Bacteria; 
676256 Bacteria_16S 
caldoxylosilyticu 
caldoxylosilyticu 
676256 Bacteria_16S 
strain CDC 2970-5 
Bacteria; 
676256 Bacteria_16S 


903771 903739 76 
957984 957952 76 
Firmicutes; 


987117 987093 1 


988697 988673 1 


108 
108 
Bacillales; 


25 


25 


strain 167 16S ribosomal RNA, partial sequence 


Proteobacteria; 
676256 Bacteria_16S 
strain I-75 16S r 
Proteobacteria; 
676256 Bacteria_16S 
strain DO 14784 1 
Proteobacteria; 
676256 Bacteria_16S 
strain ATCC 33433 
Proteobacteria; 
676256 Bacteria_16S 
strain 1480D 16S 
Firmicutes; Bacil 
676256 Bacteria_16S 
strain OK-1 16S r 
Proteobacteria; 
676256 Bacteria_16S 


lales; 


990277 990253 1 


991848 991824 1 


1004087 1004063 1 


1007072 1007040 76 


Bacillaceae; 


1010098 1010070 1 


1011648 1011620 1 


25 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


25 


25 


108 


ribosomal RNA, partial sequence 
Bacillus. 


29 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


29 


strain SB2B 16S ribosomal RNA, partial sequence 


Proteobacteria; 
676256 Bacteria_16S 


quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 
quisquiliarum Bacteria; 


676256 Bacteria_16S 


quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 
quisquiliarum Bacteria; 


676256 Bacteria_16S 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurimonas. 
676256 Bacteria_16S 
strain NAFOO1 16S 
Firmicutes; Bacil 
676256 Bacteria_16S 


ATCC 35469 16S ribosomal 
Proteobacteria; 


Bacteria; 
676256 Bacteria_16S 
strain Kx146A4 16 
Firmicutes; 
676256 Bacteria_16S 


lucentensis strain QMT2 


Bacteria; 
676256 Bacteria_16S 
strain MBIC3157 1 
Proteobacteria; 
676256 Bacteria_16S 
iheyensis HTE831 
Bacteria; Firmicutes; 
676256 Bacteria_16S 


stercorihominis DSM 1724 
stercorihominis DSM 1724 


676256 Bacteria_16S 


ATCC 43969 16S ribosomal 
Proteobacteria; 


Bacteria; 
676256 Bacteria_16S 


ATCC 29909 16S ribosomal 
Proteobacteria; 


Bacteria; 
676256 Bacteria_16S 


lales; 


S ribos 
Lactobacilla 
Proteobacteria; 


6S ribo 
Gammapro 


16S rib 


1046767 1046735 76 


Firmicutes; 
1046824 1046784 1 


Firmicutes; 
1054315 1054287 1 


1081189 1081157 76 


Bacillaceae; 
1119086 1119062 1 


1123695 1123675 76 


les; 
1150840 1150816 1 


1153815 1153791 1 


1155321 1155289 76 


Bacillales; 
1182655 1182623 76 


4 Bacteria; 
1185660 1185636 1 


1187171 1187147 1 


1188682 1188658 1 


Bacillales; 


Bacillales; 


Bacillaceae; 


Gammaproteobacteria; Alteromonadales; 


108 


41 


29 


108 


ribosomal RNA, partial sequence 
Bacillus. 


25 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


96 


omal RNA, partial sequence 
Lactobacillaceae; 


25 


25 


108 


108 


25 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


25 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


25 


ATCC 33641 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


gi 


D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionel 


gi 


s strain $1812 16S ribosomal RNA, part 
s Bacteria; 


gi 


9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 
98 


Gammaproteobacteria; Enterobacteriales; 


gi 
98 


gi. 


6S ribosomal RNA, partial sequence 991068 99256 
Gammaproteobacteria; Enterobacteriales; 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


gi 
10 


gi 
10 


gi 
10 


gi 


Bacillaceae; 


gi 


Bacillaceae; 


gi 


gi 


1080469 10819 


gi 
11 


gi 


1122944 11244 
Lactobac 


gi 


16S ribosomal RNA, partial sequence 11501 
Alphaproteobacteria; Rhodospirillales; 


gi 


somal RNA, partial sequence 115311811545 
teobacteria; Vibrionales; Vibrionaceae; 


gi 


osomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 


gi 


4 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


gi 


1184900 11863 


gi 


1186411 11878 


gi 


Shewanellac 


Shewanellac 


265678442 
90307 
lales; 

265678406 


265678386 
98633 


265678385 
7916 98944 


265678384 
9496 99101 


265678383 


265678375 

10033 
Enterobac 
265678373 
06359 10077 


265678371 
09316 10108 


265678370 
10904 10123 


265678347 


Cera 
265678347 


Cera 
265678341 


265678322 


228716249 
18333 11198 
224581425 


illus. 


253680756 


253680754 
P 


253680753 


228717350 


Clost 
228716090 


228716058 


Legione 


ial sequence 957258 95877 
Bacillaceae; 


Enterobacteriaceae; 


Enterobacteriaceae; 


Enterobacteriaceae; 


Campylobacterales; 


ref |NR_028744.1 
llaceae; 
ref |NR_028708.1 
Geobacillus. 
ref|NR_028688.1 


ref |NR_028687.1 


ref|NR_028686.1 


ref|NR_028685.1 


ref|NR_028677.1 


teriaceae; 


ref|NR_028675.1 


ref |NR_028673.1 


Shewanella. 
NR_028672.1 


eae; 
ref 


eae; Shewanella. 
ref |NR_028649.1 
1046039 104752 
sibacillus. 
ref |NR_028649.1 
1046039 104752 
sibacillus. 
ref |NR_028643.1 
1053566 105500 


ref|NR_028624.1 


ref|NR_027549.1 
Enterobacteriac 
ref|NR_027206.1 
63 Lactobacillus 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_028002.1 


hotobacterium. 
ref|NR_028001.1 


ref|NR_027562.1 
181973 118343 
ridiales; Eubact 


ref|NR_027546.1 


R 


Enterobacteriac 
ref|NR_027545.1 


Enterobacteriac 


228716012 


3 


Legionella gresilensis 


2 904507 Legionella gresilensis 
Legionella. 


Geobacillus 
Geobacillus 


Citrobacter murliniae 


6 987865 Citrobacter murliniae 
Enterobacteriaceae; 


Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
Citrobacter. 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
Citrobacter. 


Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 
Citrobacter. 


Kluyvera ascorbata 


52 1004810 Kluyvera ascorbata Bacteria; 
Kluyvera. 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Cerasibacillus 
2 Cerasibacillus 


Sulfurimonas 
2 Sulfurimonas 


Helicobacteraceae; 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Lactobacillus antri 
antri Bacteria; 


Thalassospira 

sospira lucentensis 

e; Thalassospira. 
Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Anaerofustis 

4 Anaerofustis 
eriaceae; Anaerofustis. 
Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 


ref|NR_027544.1 


Yersinia frederiksenii 


1187922 1189382 Yersinia frederiksenii ATCC 33641 


AATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCGAGGAGGATAATGACGTTACTCGC 
AGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAG 
TCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTTGGAAGTCTGGAGTCCGAGAGAGGTGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGT 
AGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGGAAGCTAGCCGTCAGGGTGCATGCATCTTGGTGGCGCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATTTGGTGCTACCACGGGAGAC 
CGTGGGTTCCCTTCGGGGACGCCAGGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTT 
AGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACA 
CACGTGCTACAATGGCGGTGACAGTGGGCAGCGAAGGGGTGACCCGGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAA 
GTTGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGTG 
GTGCGCTAACCGCAAGGAGGCAGCCAACCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTC 
TAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGAGCTTGCT 
CCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGTTAGTGGGGGATAACTCGGGGAAACTCGAGCTAATACCGCATACGTCCTACGGGAGA 
AAGTGGGGGACCTTCGGGCCTCACGCTAACAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGA 
GGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGT 
GTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCGCTTGGCTAATACCCAAGGGTTTTGACGTTACCAACAGAATAAGCACCGGCTAA 
CTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTTGGAGGTGAAATCCCCG 
GGCTCAACCTGGGAAGTGCCTCCAAAACTGGCTGACTAGAGTACGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACC 
AGTGGCGAAGGCGACCACCTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGA 
CTAGCCGTTGGGCTCCTTGAGAGCTTAGTGGCGCAGCTAACGCATTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATGCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGA 
ACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGATTCGGT 
CGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGTCG 
GTACAGAGGGTTGCCAAGCCGCGAGGCGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAA 
TCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGCTAGTCTAACCGCAAGG 
GGGACGGTTACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGT 
AACAGGGAGCTTGCTCCGCTGACGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCTTTGAGTGGGGGATAACTAGTCGAAAGACTAGCTAATACCGCATA 
CGATCTACGGATGAAAGTGGGGGCTCGCAAGACCTCATGCTCATAGAGCGGCCGATATCTGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCATCGATCAG 
TAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATC 
CAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGGGGATCCTAATACGGTCCCCTAATGACGGTACCTGAAGAA 
TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAG 
GTGTGAAATCCCCGGGCTTAACCTGGGAATGGCATTTGTGACTGCAAGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGA 
TGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
CTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGG 
AATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACAGAATCCCGAAGAGATTTGGG 
AGTGTTCGAAAGAAAGCTGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGT 
TGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATA 
CAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAGTGTATCGTAGTCCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAAT 
CGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTAGGTAGCCTA 
ACCGTAAGGAGGGCGCTTACCACGGTAGGATTCGTGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGAC 
GAACGCTAGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTTGCACTT 
CGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCGGGATGCATGGGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGT 
TGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTTGACAGGGACGAAGCGCAAGTGA 
CTGTACCTGTAGAATAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCG 
GTTCGTCGCGTCGTTTGTGAAAACTTGGGGCTCAACCTTAAGCTTGCAGGCGATACGGGCGGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAAAGCATGGGTAGCAAACAGGATTAGATACCC 
TGGTAGTCCATGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCCTTCCACGGACTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGA 
AACACGTAGAGATACGTGCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGT 
CCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACT 
CGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTA 
ACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGC 
TGGATCACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCTAGGGGAATT 
CGCTTTCGGGCGATAGTACACTGGCGAACGGGTGAGTAACGCGTGAGGAACCTACCCTGAAGATTGGGACAACACAGAGAAATTTGTGCTAATACCGGATAAGCC 
CACGTACTTAGTTGTGTGTGGGAAAAGACGGGGTAACCTGTCGCTTTGGGATGGCCTCGCGTGCCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCTACGA 
TGGCTAGGCGGCCTGAGAGGGTGGCCGCCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGACCGAAAGGTT 
GACGCAGCAACGCCGCGTGTATGATGAAGGCTTTCGGGTCGTAAAGTACTTTCAGTGGGGAAGAATGGCATGAGGAGTAACTGCCTTGTGATTGACGGTACCCAC 
AGAAGCAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTTCGGAGTCACTGGGCGTAAAGAGCTCGTAGGCGGCGATGTAAG 
TCGGGAGTTAAAGGCAACAGCTCAACTGTTGTAGGGCTTCTGAAACTACATTGCTAGAGTACCAGAGAGGTATGCGGAATTCCCTGTGTAGCGGTGAAATGCGTA 
GATATAGGGAGGAACACCGGTTGCGAAGGCGGCATACTGGCTGGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCTGTAAACGATGGATGCTAGGTGTTGGATGTAACCACATTCAGTGCCGAAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCTAACCGCAGAACCTTACCCGGGTTTGACATCTTCAAAATACGATAGAGATA 
TTGTAGTGCTTACTTTCAGTAAGAATTGAATGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCT 
GCTTTTAGTTGCCATCGGGTCAAGCCGGGCACTCTAGAGGAACAGCCGTCGACAAGGCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCGG 
GGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCGAGACAGTGATGTTAAGCGAATCCCAGAAAGTACGCCTCAGTTCAGATTGTAGTCTGCAACTCGAC 
TACATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCAAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCGACCGTAC 
CTGAAGCCGGTGGCCTAACCTTTTAAGAGGGAGCCGTCTATGGTATAGTTGGTAACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNTCGTGACCNGGGTGAGTGGCACAGGGGTGATTAACGCGTGGGGACCTACCTCTTAGTGGGGGATAACGGTTGGAAACGACCGCTAATACCGCATACG 
CCCTTCGGGGGAAAGATTTATCGCTAAAAGATGGACCCGCGTTGGATTAGATAGTTGGTGAGGTAATGGCTCACCAAGTCGGCTATCCATAGCTGGTTTGAGAGG 
ATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGA 
GTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGATGCGAAGATGATGACGGTAACATCAGAAGAAGCCCCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACG 


676256 Bacteria_16S 


ATCC 43970 16S ri 
Bacteria; Proteob 


676256 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


676256 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


676256 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


676256 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 


strain Esulfidel 


Proteobacteria; G 


676256 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


676256 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


676256 Bacteria_16S 


metallireducens s 
metallireducens B 


676256 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


676256 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


676256 Bacteria_16S 


strain A431 16S r 
Proteobacteria; G 


676256 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


676256 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


676256 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


676256 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


676256 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


676256 Bacteria_16S 


owensensis OL 16S 


1190193 1190169 1 25 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1211421 1211389 76 108 gi 
hf2 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobac 


gi 


rain Slt 
cteria; 


1212898 1212866 76 108 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1214391 1214359 76 108 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1215871 1215839 76 108 gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1223425 1223385 1 41 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1241638 1241606 76 108 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1244632 1244600 76 108 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1247649 1247629 76 96 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1255055 1255023 76 108 gi 
n DSM 6472 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 
1258144 12581201 25 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1276057 1276025 76 108 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1288195 1288175 76 96 gi 


Weissella. 


1289661 1289641 76 96 gi 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1297104 1297072 76 108 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1301636 1301604 76 108 


Cori 
gi 


gi 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1304746 1304714 76 108 
ribosomal RNA, partial sequence 


gi 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterale 
Sedis; Caldicellulosiruptor. 

676256 Bacteria_16S 1315377 1315345 76 108 gi 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partia 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacil 
676256 Bacteria_16S 1324654 1324622 76 108 gi 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


676256 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


676256 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


676256 Bacteria_16S 


7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 

1327727 1327707 76 96 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1329164 1329132 76 108 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 


12122091 


1213697 1 


228715942 


1189433 11908 


cteriales; 
224581438 
sequence 
teria; Oce 


224581437 
2136 
Halomonad 
224581436 
2151 
Halomonad 
224581404 


Halomonad 
219878346 


1222664 12241 


Caminicell 
219878120 
1 sequence 
genotherma 
219857537 
1 sequence 
ridiales; 
219857449 
equence 
hlamydiace 
219857194 
sequence 
llaceae; B 
219856813 


1257400 12588 


onaceae; V 
219846179 
ce 12753 
irillales; 
219846052 


1287447 1289004 Weiss 


219846501 


complete sequence 1289055 12904 


obacterine 
219857534 


1296399 12978 


219846639 


s; Thermoa 


219846460 


1304017 13055 


s; Thermoa 
228716557 
1 sequence 
laceae; Ba 
219878140 
sequence 
Thermoana 


219846129 
rtial sequ 
ales; Lact 
219846090 

13284 
nellaceae; 


1339884 1339860 1 25 gi 


ref|NR_027543.1 


Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


Enterobacteriac 
ref |NR_027220.1 

1210750 121215 
anospirillales; 


ref |NR_027219.1 


eae; Yersinia. 
Halomonas 

8 Halomonas 

Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


acea 
ref 


e; Halomonas 
NR_027218.1 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


acea 
ref 


e; Halomona 
NR_027185.1 


Ss. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


acea 
ref 


e; Halomona 
NR_025485.1 


Ss. 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


a. 
ref|NR_025259.1 
1240965 124241 
ceae; Sulfurihyd 
ref|NR_025125.1 
1243915 124542 
Peptococcaceae; 
ref |NR_025037.1 

1246931 124845 
ae; Neochlamydi 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref |NR_024632.1 


o@ 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 

Neochlamydia 
9 Neochlamydia 


Brevibacillus 
5 Brevibacillus 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


ibrio. 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref |NR_025642.1 
ella soli Bacter 


ref |NR_026093.1 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Weissella soli strain 
ia; Firmicutes; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


Coriobacteri 
NR_025122.1 


ae; 
ref 


aceae; Atopobium. 
Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


ref|NR_026231.1 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


naerobacterales 


ref |NR_026051.1 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


naerobacterales 
ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref 
ence 


NR_025719.1 

132699 
obacillaceae; La 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 


228721340 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 


Family III. Incertae 
Bacillus subtilis 
3 Bacillus subtilis 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 

Dialister invisus DSM 
ter invisus DSM 15470 


ref|NR_027605.1 
1339181 134062 


Magnetospirillum 
3 Magnetospirillum 


676256 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


676256 Bacteria_16S 


obscurus DSM 4316 


Geodermatophilus. 


676256 Bacteria_16S 
ain 743B 16S ribosomal RNA, partial se 


cellulovorans str 
cellulovorans 743 


676256 Bacteria_16S 


strain E58 16S ri 


strain B-10-31 16 
Proteobacteria; G 


676256 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


676256 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


676256 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


676256 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


676256 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


9187 strain TA 4r 
Bacteria; Proteob 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


676256 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


strain 8025 16S r 


1343044 1343020 1 


1344602 1344562 1 


1356673 1356641 76 


B Bacteria; Firmicutes; 
1367112 1367092 76 


bosomal RNA, 


1477713 1477693 76 


bacillales; 
1483860 1483828 76 


1495978 1495954 1 
16S ribosomal RNA, 


1497449 1497429 76 


ubsp. saccharolyticum s 


Halanaerobiaceae; 


1509412 1509392 76 


1512420 1512396 1 
ibosomal RNA, partial s 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
676256 Bacteria_16S 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
676256 Bacteria_16S 


lanaerobium saccharolyticum subsp. 


25 gi 


41 gi 


0 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


228721107 


somal RNA, partial sequence 1342254 1343799 Ferri 
ammaproteobacteria; Alteromonadales; F 


228721038 


errimonada 


13438 


ref 


ref 


mona 
ceae 


50 1345331 Geode 


NR_027602.1 
s balearica 
; Ferrimona 


NR_027601.1 


s 


r 


Ferrimonas balearica 
DSM 9799 Bacteria; 

Geodermatophilus 
matophilus obscurus DSM 


omycetales; Frankineae; Geodermatophilaceae; 
108 gi|228720131|ref|NR_027589.1| Clostridium 
quence 1356004 1357489 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
96 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 


ammaproteobacteria; Enterobacteriales; 


acteria; Gammaproteobacteria; Aeromona 
676256 Bacteria_16S 


paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
676256 Bacteria_16S 


1366379 13679 


6S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillaceae; 


dales; Aeromon 

96 gi|219846665|ref 

train DSM 6643 16S ribosomal 
saccharolyticum B 

Halanaerobium. 

96 gi|219846290|ref 
A, partial seq 

acillales; Lac 

25 gi| 219878127 |ref 

equence 1511717 15130 


26 Chlamydophila 


adaceae; To 
NR_026257.1 
RNA, comple 
acteria; Fi 


NR_025880.1 
uence 15086 
tobacillace 
NR_025266.1 


af 
tt 


xr 


8 
a 


pecorum E58 Bacteria; 


1412297 1412273 1 25 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
S ribosomal RNA, partial sequence 1411537 1413034 Algicola sagamiensis Bacteria; 
ammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 

1419828 1419796 76 108 gi|224581445|ref|NR_027227.1| Bacillus infernus 
ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
lales; Bacillaceae; Bacillus. 

1443093 1443069 1 25 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 

16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 

acteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

1455193 1455169 1 25 gi|224581417|ref|NR_027198.1| Oceanimonas 
n MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
ria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

1459525 1459501 1 25 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 


Enterobacteriaceae; Xenorhabdus. 

96 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 

22 Lactobacillus spicheri Bacteria; 
Lactobacillus. 
108 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
1483159 1484653 Kushneria marisflavi Bacteria; 

Halomonadaceae; Kushneria. 

25 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 

complete sequence 1495267 1496682 Tolumonas auensis DSM 9187 


umonas. 
Halanaerobium 
e sequence 

micutes; 


1496733 
Clostridia; 


Lactobacillus 

4 1510205 Lactobacillus 
e; Lactobacillus. 
Histophilus somni 


77 Histophilus somni Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 

676256 Bacteria_16S 1513860 1513828 76 108 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 1515325 1515293 75 107 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

676256 Bacteria_16S 1525997 1525977 76 96 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

676256 Bacteria_16S 1553352 1553328 1 25 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 


Proteobacteria; G 


676256 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 
676256 
subsp. 
subsp. 
676256 
strain LMG 22166 

Firmicutes; Bacil 


smithia st 
smithia Ba 


cteria; 
Bacteria_16S 


ammaproteobacteria; Ent 
1554831 1554799 76 
1571258 1571234 1 


Proteobacteria; 
1583331 1583299 76 


lales; Planococcaceae; 


676256 Bacteria_16S 


1584886 1584854 76 


erobacteriales; 
108 gi 


AB04 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
Bacteria_16S 
rain AS20/1/1 16S ribosomal RNA, parti 
Gammaproteobac 


25 gi 


108 gi 


Viridibacillus. 
108 gi 


E 
219857209 
nce 
illus. 
219878156 
al 
te 
219878489 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


nterobac 


15541 


sequenc 
ria; Aer 


teri 


ref 


ref 


omon 
ref 


24 1555535 Anoxy 


aceae; Prov 
NR_024837.1 


NR_025295.1 


e 1570477 157198 
Aero 


adales; 
NR_025628.1 


ref 


NR_025627.1 


i 


b 


dencia. 
Anoxybacillus 
acillus ayderensis 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 

Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 


Firmicutes; Bacil 


lales; Planococcaceae; 


Viridibacillus. 


676256 Bacteria_16S 
LMG 22167 16S rib 
Bacil 
676256 Bacteria_16S 
decolorationis st 
decolorationis Ba 


Bacillales; 


Shewanella. 


676256 Bacteria_16S 


strain LMG 21880 
Firmicutes; 


litoralis strain 
litoralis Bacteri 


676256 Bacteria_16S 
maitriensis strai 
Firmicu 
676256 Bacteria_16S 


Bacteria; 


R-16300 16S ribos 
Bacillales; Bacil 


676256 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


676256 Bacteria_16S 


strain IBS S6874 
Proteobacteria; 


strain 75-80 16S 
Proteobacteria; 


macmurdoensis Bac 


676256 Bacteria_16S 


strain Albert 199 
Proteobacteria; 


strain 888-76 16S 
Proteobacteria; 


strain 4-1 16S ri 
Firmicutes; Bacil 


676256 Bacteria_16S 
rifietoensis stra 


Bacteria; Firmicu 


676256 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


676256 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


676256 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


676256 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; Clost 


676256 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


Bacil 
676256 Bacteria_16S 


G 
676256 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
676256 Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacter 
676256 Bacteria_16S 


G 
676256 Bacteria_16S 
macmurdoensis str 


G 
676256 Bacteria_16S 


G 
676256 Bacteria_16S 


G 
676256 Bacteria_16S 


1586441 1586409 76 
osomal RNA, partial sequence 
laceae; Bacillus. 

1608111 1608083 1 29 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


108 gi 


1630597 1630565 76 108 gi 


lales; Bacillaceae; Bacillus. 

1633741 16337171 25 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1635259 1635227 76 108 gi 


n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1636721 1636689 76 108 gi 


omal RNA, partial sequence 
laceae; Bacillus. 

1638212 1638180 76 
omal RNA, partial sequence 
laceae; Bacillus. 

1645951 1645927 1 


108 gi 


25 gi 
ammaproteobacteria; Aeromonadales; Aer 
1651897 1651865 76 108 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1658095 1658071 1 25 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1659650 1659626 1 25 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1661138 1661106 76 108 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1667330 1667306 1 25 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671935 16719111 25 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1685455 1685423 76 108 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1690004 1689972 76 108 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1699366 1699342 1 25 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1706933 1706901 76 108 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1708546 1708522 1 25 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1741973 1741941 76 108 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


m. 
1748075 1748055 76 


96 gi 


ridia; Clostridiales; Veillonellaceae; 


1752613 1752581 76 108 gi 


lales; Bacillaceae; Bacillus. 


676256 Bacteria_16S 


1776800 1776776 1 25 


qu 
te 


eq 


v 


ce 
co 


om 


pa 
Gi: 


on 
s 
cc 
2 


E 


E 


ne 
co 


cl 


ma 


qu 
A 


M 


219878487 
1585730 15872 


219878471 


219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


219878454 


219878453 


219878452 


1636012 1637452 Bacil 


219878451 
1637503 1638932 Bacil 


219878446 
16S ribosomal RNA, partial sequence 1645204 16466 


219878441 
219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878435 
1658880 16603 


219878434 


19878430 


219878427 


1671187 16725 


219878418 
1684753 16861 


219878414 
219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


219878403 
1706248 17077 


219878402 
1707781 17092 


219878379 


219878375 
6S ribosomal RNA, partial sequence 1747351 17488 


219878372 
16S ribosomal RNA, partial sequence 1751903 17534 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025610.1 
1607365 160881 
eromonadales; Sh 


ence 
ria; Alt 


ref|NR_025595.1 


ref|NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref |NR_025592.1 
30 1635961 Planoc 


uence 
Aeromona 


16345 

ccus. 
ref 

lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025585.1 


onadacea Aeromonas. 
NR_025580.1 
ce 165119 
illus. 
NR_025575.1 
rtis Bacteri 


e; 
ref 
quen 
Bac 
ref 
°o fo 


rtial se 
llaceae; 


ref|NR_025574.1 
rimontia. 
ref|NR_025573.1 
1660434 166191 
aenisporosarcina 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025557.1 


aceae; G 
equence 
aceae; P 
16665 
nterobac 


nterobac 


ref|NR_025553.1 
e 1689286 1690816 Planoc 
ccus. 
ref 


oO po 


NR_025547.1 
meroyi Bacte 


ref|NR_025542.1 


ostridium. 
ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025518.1 

1741287 174278 
ales; Succinivib 


tiaceae; 


ence 
eromonad 


, 


ref|NR_025514.1 


egamonas 


ref|NR_025511.1 


gi 


219878352 


ref 


Bacillus humi strain 
Bacteria; Firmicutes; 


Shewanella 
2 Shewanella 


ewanellaceae; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Bacillus 
2 1652677 Bacillus 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Sporosarcina 
6 Paenisporosarcina 

Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


NR_025491.1 


Vibrio hepatarius 


strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


676256 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


676256 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


676256 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


676256 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


676256 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


676256 Bacteria_16S 


R-3712 16S riboso: 
Gammaproteobacter 


676256 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; G 


676256 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


676256 Bacteria_16S 


1778267 1778235 76 108 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1779816 1779784 76 108 gi 
n DSM 1327 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 
1784288 1784256 76 108 gi 
9 16S ribosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
1787332 1787300 76 108 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
1790296 1790264 76 


108 gi 


n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1791908 1791884 1 25 gi 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1793382 1793358 1 25 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1794937 1794913 1 25 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1796422 1796398 1 25 gi 


219878351 
1 sequence 
cillaceae; 
219878350 
sequence 

llaceae; P 
219878347 
17835 
Halomonad 
219878344 
equence 

ia; Chroma 


v 


219878342 
sequence 
ae; Virgib 
219878341 


1791138 1792572 Vibri 


219878340 


1792623 17941 


onaceae; V 
219878339 


1794167 1795601 Vibri 


219878338 


strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 17971 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
676256 Bacteria_16S 1797976 1797952 1 25 gi 


on Vv 
219878337 


aceae; 


strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 17986 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
676256 Bacteria_16S 1800932 1800900 76 108 gi 
stellifer strain IS1 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
676256 Bacteria_16S 1804067 1804035 76 108 gi 
necropolis strain LMG 19488 16S ribosomal RNA, complete 
necropolis Bacteria; Firmicutes; Bacillales; Bacillacea 
676256 Bacteria_16S 1808692 1808660 76 108 gi 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial 
antarcticus Bacteria; Firmicutes; Bacillales; Planococc 
676256 Bacteria_16S 1814802 1814770 76 108 gi 
LMG 19981 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
676256 Bacteria_16S 1837675 1837655 76 96 gi 
intestinalis strain DSM 6629 16S ribosomal RNA, partial 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lac 
676256 Bacteria_16S 1839238 1839218 76 96 gi 
strain DSM 5661 1 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
676256 Bacteria_16S 1840801 1840781 76 96 gi 
paraplantarum strain DSM 10667 16S ribosomal RNA, parti 
paraplantarum Bacteria; Firmicutes; Lactobacillales; La 
676256 Bacteria_16S 1842340 1842308 76 108 gi 
strain DSM 497 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
676256 Bacteria_16S 1851489 1851469 76 96 
strain SE3104 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
676256 Bacteria_16S 1863491 1863459 76 108 gi 
israelensis strain Bal 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
676256 Bacteria_16S 1865073 1865041 76 108 gi 
canadensis strain ATCC 43984 16S ribosomal RNA, partial 
canadensis Bacteria; Proteobacteria; Gammaproteobacteri 
Chromohalobacter. 
676256 Bacteria_16S 


gi 


1871165 1871133 76 108 
strain 3S-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
676256 Bacteria_16S 1875752 1875728 1 25 
strain HK85 16S ribosomal RNA, partial sequence 


gi 


gi 


onaceae; V 
219878335 
e 18002 
ni 
219878333 
sequence 
e; Virgiba 
219878330 
sequence 
aceae; Pla 
219878326 


1814099 18155 


anthomonad 
219878310 
sequence 
tobacillac 
219878309 


6S ribosomal RNA, partial sequence 1838512 18400 


illus. 

219878308 
al sequenc 
ctobacilla 
219878307 


1841624 18431 


219878301 


1850849 18521 


Rhodospiri 
219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


219878287 


1870444 18719 


219878284 


bacillus. 


ref |NR_025490.1 
1777548 177905 
Paenibacillus. 
ref |NR_025489.1 
1779107 178061 
aenibacillus. 
ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomona 
ref |NR_025483.1 
1786631 178798 
tiales; Ectothio 


ref|NR_025481.1 

1789570 179108 
acillus. 
ref |NR_025480.1 
o chagasii Bacte 
ref|NR_025479.1 
ibri 
ref 
o xu 


oO. 
NR_025478.1 
ii Bacteria 


’ 


ref|NR_025477.1 


ibri 
ref 


oO. 
NR_025476.1 


ibrio. 
ref|NR_025474.1 
19 1801737 Paenib 


ref|NR_025472.1 
1803341 180486 
cillus. 
ref |NR_025469.1 
1807983 180946 
nococcus. 
ref|NR_025465.1 


aceae; Fulvimona 
ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref|NR_025448.1 
21 Lactobacillus 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 


v 
ref |NR_025446.1 


ref|NR_025440.1 
llaceae; Roseosp 
ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025430.1 
1864353 186588 
pirillales; Halo 


ref |NR_025426.1 


ref 


NR_025423.1 


Ss. 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Halomonas muralis 
nas muralis Bacteria; 


Halorhodospira 
6 Halorhodospira 


rhodospiraceae; 


Virgibacillus 
7 Virgibacillus 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Paenibacillus 
acillus stellifer 


Virgibacillus 
2 Virgibacillus 


Planococcus 
1 Planococcus 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 
Lactobacillus 
1 Lactobacillus 
us. 
Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus 
3 Lactobacillus 
lus. 
Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Haemophilus pittmaniae 


1874987 1876454 Haemophilus pittmaniae Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 


676256 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


676256 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


676256 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


676256 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


676256 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


676256 Bacteria _1 


18435 
Bacil 


strain LMG 
Firmicutes; 
676256 Bact 
strain LMG 18419 

Firmicutes; Bacil 
676256 Bact 
strain TMW 1.666 

Bacteria; Firmicu 
676256 Bact 
strain LMG 17489 

Firmicutes; Bacil 
676256 Bact 
strain BM5 16S ri 
Proteobacteria; G 


676256 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


676256 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


676256 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


676256 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


676256 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


676256 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


676256 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


676256 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


676256 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


676256 Bacteria_16S 


strain 81H-380. 
Proteobacteria; G 


676256 Bacteria_16S 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20 


Proteobacteria; G 


676256 Bacteria_16S 
strain S3/2-161 16S ribosomal RNA, partial sequence 2004699 20 


Proteobacteria; G 


676256 Bacteria_16S 
strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20 


Proteobacteria; G 


676256 Bacteria_16S 


eria_l 


eria_l 


eria_l 


eria_16S 


1891223 1891191 76 108 gi 


lales; Bacillaceae; Bacillus. 

1892744 1892712 76 108 gi 
train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
1912036 1912004 76 108 gi 
lales; Planococcaceae; Ureibacillus. 
1915080 1915048 76 108 gi 
n CM1 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1918233 1918213 76 96 gi 


bacillales; 
6S 1941010 1940978 76 


Lactobacillaceae; Pediococ 
108 gi 


Bacillus. 
108 


lales; 
6S 


Bacillaceae; 
1942554 1942522 76 gi 
lales; Paenibacillaceae; Paenibacillus 
6S 1944152 1944132 76 96 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 


6S 1945719 1945687 76 108 gi 


lales; Bacillaceae; Bacillus. 
1966955 1966923 76 108 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 


1988510 1988486 1 25 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
1990058 1990034 1 25 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1991606 1991582 1 25 gi 
ammaproteobacteria; Enterobacteriales; 
1993149 19931251 25 gi 


ammaproteobacteria; Enterobacteriales; 
1994697 1994673 1 25 gi 


ammaproteobacteria; Enterobacteriales; 
1996232 1996208 1 25 gi 


ammaproteobacteria; Enterobacteriales; 
1997777 1997753 1 25 gi 


ammaproteobacteria; Enterobacteriales; 
1999316 1999292 1 25 gi 


Enterobacteriales; Enterobacteriac 
2000850 2000826 1 25 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2002386 2002362 1 25 gi 


ia; 


16S ribosomal RNA, partial sequence 2001636 20 


ammaproteobacteria; Enterobacteriales; 
2003918 2003894 1 25 gi 


ammaproteobacteria; Enterobacteriales; 
2005463 2005439 1 25 gi 


ammaproteobacteria; Enterobacteriales; 
2007009 2006985 1 25 gi 


ammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 1993927 19 


6S ribosomal RNA, partial sequence 1995493 19 


16S ribosomal RNA, partial sequence 1997016 19 


somal RNA, partial sequence 1998561 2000045 Pr 


219878270 


16S ribosomal RNA, partial sequence 1890504 18919 


219878269 
ti 
laceae; 

219878255 


16S ribosomal RNA, partial sequence 1911333 19128 


219878252 
nce 19143 
nibacillus 
219878249 


16S ribosomal RNA, partial sequence 1917484 19190 


cus. 
219878234 


16S ribosomal RNA, partial sequence 1940300 19418 


219878233 


16S ribosomal RNA, partial sequence 1941853 19433 


219878232 

19433 
; Lactobac 
219878231 


16S ribosomal RNA, partial sequence 1945009 19464 


219878217 


1966261 19677 


matiaceae; 
219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 
219878202 
al sequenc 
teria; 


219878201 


16S ribosomal RNA, partial sequence 1990842 19923 


Enterobac 
219878200 


6S ribosomal RNA, partial sequence 1992387 19938 


Enterobac 
219878199 
954 

Enterobac 
219878198 
969 

Enterobac 
219878197 
985 

Enterobac 
219878196 
agi 
eae; Pragi 
219878195 
20000 
cteriales; 
219878194 
031 

Enterobac 
219878193 
046 

Enterobac 
219878192 
061 

Enterobac 
219878191 
077 
Enterobac 


2008553 2008529 1 25 gi 


219878190 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 


al seque 
Ba 


Ent 


ref |NR_025409.1 


ref 
nce 
cillus. 
ref |NR_025394.1 
21 Ureibacillus 


NR_025408.1 
189204 


ref |NR_025391.1 
61 1915860 Paenib 


ref |NR_025388.1 


ref|NR_025373.1 


ref|NR_025372.1 
47 Paenibacillus 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025370.1 


ref|NR_025356.1 


Thi 
ref 


ocapsa. 
NR_025342.1 


teriaceae; Tatu 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025338.1 


teri 
ref 


aceae; Serra 
NR_025337.1 


teri 
ref 


aceae; Rahne 
NR_025336.1 


teri 
ref 
a fo 
ae 

ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 
ref |NR_025333.1 


aceae; Prote 
NR_025335.1 
ntium Bacter 


teri 
ref 


aceae; Lemin 
NR_025332.1 


teriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Ureibacillus terrenus 


terrenus Bacteria; 


Paenibacillus 
acillus azoreducens 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
mella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tas 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 
bacterium proteus 

eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 


ref |NR_025329.1 
2007792 200929 


Buttiauxella 
5 Buttiauxella 


ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 
676256 Bacteria_ 


strain S1/6-571 1 
G 
676256 Bacteria_16S 


Proteobacteria; 


strain LMG 317541 
Proteobacteria; 


strain LMG 12370 
Firmicutes; 


xylanilyticus Bac 


676256 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


676256 Bacteria_16S 
strain T9 16S rib 
G 
676256 Bacteria_16S 
strain 63 16S rib 
G 
676256 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain TF-9 16S r 
Firmicutes; Bacil 


676256 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


676256 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


676256 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


676256 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


676256 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


676256 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; G 


676256 Bacteria_16S 


NCTC 5923 16S rib 
Proteobacteria; G 


676256 Bacteria_16S 


strain ATCC 33638 
Bacteria; Proteob 


676256 Bacteria_16S 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


676256 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


676256 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


G 
676256 Bacteria_16S 
carotovorum subsp 

Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriales 
676256 Bacteria_16S 


Bacil 
676256 Bacteria_16S 
roseopersicina st 
roseopersicina Ba 
676256 Bacteria_16S 
xylanilyticus str 


16S 2010112 2010088 1 25 2 


gi 
ammaproteobacteria; Enterobacteriales; 
2026541 2026517 1 25 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2027984 2027960 1 25 gi 
odoriferum strain LMG 17566 16S ribo 


: Pectobacterium. 


2038517 2038485 76 108 gi 


Enterobacteriaceae; 


lales; Bacillaceae; Virgibacillus. 
2061733 2061701 76 108 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2070870 2070838 76 108 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2083199 2083179 76 96 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2086212 2086180 76 108 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2092268 2092240 1 29 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
2115052 2115020 76 108 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
2121187 2121163 1 25 
somal R 
ia; Enterobacteriales; 
2184653 2184621 76 
n CB-22 
ria; Pr 


L 


ac 


She 


gi 


gi 


Enterobacteriac 

108 gi 
6 16S ribosomal RNA, partial se 
oteobacteria; Gammaproteobacter 


ea 


qu 
ia 


2196828 2196808 76 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; Lactob 
2227041 2227009 76 108 gi 
AM49 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2231591 2231559 76 108 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
2239294 22392701 25 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2240805 2240781 1 25 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242316 2242292 1 25 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2243827 2243803 1 25 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


96 gi 
se 
ac 


nc 
ni 


nc 
Pe 


E 


E 


ct 


p 
ob 


2249893 2249873 76 96 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Fructo 
2251418 2251398 76 96 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 


eq 
ba 


ce 


676256 Bacteria_16S 


6S ribosomal RNA, partial sequence 2009346 20 
E 


omonada 
219878177 
NA, 


so 


16S ribosomal RNA, partial sequence 2037802 20 


te 


19878189 


ntero 


20 


mal R 


219878169 
393 


219878149 
nce 
Chr 
219878143 
ue 
ci 

219878134 
se 


seque 
ria; 


nce 
llaceae; 
quenc 
illac 


e 


219857654 
NA, partial sequence 2120505 2121907 Cedec 
Cedec 
219857609 


e; 


ence 


’ 


219857601 


quence 


219857581 
22263 
bacillus. 
219857578 
22309 
rsephone 
219857573 
2238534 22399 
nterobac 
219857572 
2240045 22415 
nterobac 
219857571 


e 


e 


22415 
eriales; 


219857570 
artial s 


acteria; 


219857566 


uence 
cillus. 


219857565 


22507 


2263771 2263739 76 108 gi 


219857557 


108 
bac 
219878178 
257 
cea 


eae 
219878132 
2085504 20 
Alcani 
219878128 
2091488 20930 
wanellac 
219857658 
2114343 21158 


870 
vor 


Xantho: 


illaceae; 


ref |NR_025328.1 


teri 
ref 


aceae; 
NR_025317.1 


Aeromonas. 
NR_025316.1 


e; 
ref 
par 


ref |NR_025308.1 
07 Virgibacillus 


ref |NR_025288.1 

2061023 206241 
omat 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025271.1 


acac 
ref 


eae; Alcani 
NR_025267.1 


Shewanella. 
NR_025247.1 


eae; 
ref 


ref 
ead 
ea. 
ref|NR_025198.1 

2183928 218546 
monadales; Xanth 


NR_025243.1 
avisae Bacte 


ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 
ref|NR_025169.1 
29 2227839 Paenib 


ref|NR_025166.1 
13 2232371 Persep 
lla. 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025154.1 
2249193 225066 


ref|NR_025153.1 
18 2252192 Fructo 


ref|NR_025145.1 


59 2027165 Aeromo 


tial sequenc 
Proteobacteria; Gammaproteobacteria; 


Buttiauxella brennerae 


50 Buttiauxella brennerae Bacteria; 
Butti 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 
Virgibacillus proomii 
proomii Bacteria; 


Lamprocystis 
5 Lamprocystis 


iales; Chromatiaceae; Lamprocystis. 


Thermobacillus 
8 Thermobacillus 


Lactobacillus 
3 Lactobacillus 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Vv 


orax. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Cedecea davisae strain 
ria; Proteobacteria; 


Pseudoxanthomonas 
6 Pseudoxanthomonas 


omonadaceae; 


Lactobacillus 
0 Lactobacillus 


Paenibacillus 
acillus kribbensis 


Persephonella 
honella guaymasensis 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Alcanivorax 


venustensis strain ISO4 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


676256 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


buryatense strain 
Bacteria; Proteob 


strain A45 16S ri 
Proteobacteria; G 


strain NRRL B-231 
Firmicutes; Bacil 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


676256 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


brasilensis strai 
brasilensis Bacte 


676256 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


strain ATCC49733 
Proteobacteria; G 


strain YKJ-10 16S 
Firmicutes; Bacil 


strain IL371 16S 
Tenericutes; Moll 


strain YKJ-16 16S 
Proteobacteria; G 


aquimarina strain 
Bacteria; 


strain ATCC 17747 


Firmicutes; 


Firmicutes; 


Methylosarcina. 


676256 Bacteria_16S 
strain AML-C10 16S ribosomal RNA, partial sequence 


lales; 
676256 Bacteria_16S 


lales; 
676256 Bacteria_16S 


acteria; 


tes; 
676256 Bacteria_16S 


tes; 
676256 Bacteria_16S 


lales; 
676256 Bacteria_16S 


Firmicutes; 
676256 Bacteria_16S 


Lactobacillales; 
676256 Bacteria_16S 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial 
quisquiliarum Bacteria; 


2266859 2266827 76 


Bacillaceae; 
2277609 2277577 76 


2283695 2283663 76 


2285239 2285207 76 


Bacillaceae; 
2286678 2286646 76 


2312312 2312280 76 


Bacillales; 
2316860 2316828 76 


Firmicutes; 
2345510 2345478 76 


Bacillales; 
2363825 2363801 1 


2381906 2381874 76 


Bacillaceae; 
2389552 2389532 76 


2391044 2391012 76 


2398579 2398547 76 


Bacillales; 


2403134 2403114 76 


2404691 2404671 76 


2412403 2412371 76 
Proteobacteria; 


2413969 2413937 76 


Proteobacteria; 


108 
ibosomal RNA, partial sequence 
Geobacillus. 


10 


5B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
676256 Bacteria_16S 


10 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococcaceae; 
676256 Bacteria_16S 


10 


54 16S ribosomal RNA, partial sequence 
Bacillus. 


10 


10 


in 34 16S ribosomal RNA, partial sequence 
Bacillaceae; 


10 


10 


n A30 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


25 


10 


ribosomal RNA, partial sequence 
Bacillus. 


96 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
676256 Bacteria_16S 


10 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; 
676256 Bacteria_16S 


10 


SW28 16S ribosomal RNA, partial sequence 
Planococcaceae; 


96 


16S ribosomal RNA, partial sequence 
Clostridia; 
676256 Bacteria_16S 

strain MT-1077 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


96 


10 
Gammapr 


10 


gi|219857555 


ref|NR_025143.1| Geobacillus toebii 


2266147 2267657 Geobacillus toebii Bacteria; 


8 gi|219857548 


8 gi|219857544 


2282981 2284479 Methylobacter 


8 gi| 219857542 


8 gi| 219857541 


train ARh 2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


8 gi|]219857521 
Geobacillus. 
8 gi| 219857518 


n PBl 72 16S ribosomal RNA, partial sequence 


Bacillales; Paenibacillaceae; Paenibacillus. 


8 gi| 219857497 


gi|219857485 


16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pasteurellaceae. 
676256 Bacteria_16S 


8 gi|219857472 
2381197 23827 


gi| 219857467 
2388858 23902 


8 gi| 219857466 
2390343 23918 


219857461 
23978 
Sporosarcina. 
gi| 219857458 
24024 


8 gi 


Clostridiales; Veillonellaceae; Veillonel 


gi|219857457 
2403965 24054 
Lactobacillus. 
8 gi|]219857452 


sequence 


oteobacteria; Methylococcales; 


8 gi|219857451 
2413261 24147 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


676256 Bacteria_16S 
strain BD-87 16S ribosomal RNA, partial sequence 
Bacillales; 
676256 Bacteria_16S 


Firmicutes; 


2426295 2426263 76 


Planococcaceae; 
2427732 2427708 1 


108 gi|219857441 
2425586 24269 

Viridibacillus. 
25 gi| 219857439 


strain GB6 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 


676256 Bacteria_16S 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 
Firmicutes; 
676256 Bacteria_16S 


Bacteria; 
paradoxus strain 
Bacteria; 
Bacteria; 


strain CCUG 30811 
Bacteria; 


Firmicutes; 
676256 Bacteria_16S 


2432104 2432072 76 


Bacillales; 
2441269 2441237 76 


2444300 2444268 76 
Bacillales; 


2445903 2445879 1 


2456542 2456518 1 


10 


Paenibacillaceae; 


10 


ARh1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 
676256 Bacteria_16S 
koreense strain JGO7 16S ribosomal RNA, partial sequence 
Planococcaceae; 


10 


25 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
676256 Bacteria_16S 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 


25 


2427049 24283 


8 gi| 219857436 
24314 
Paenibacillus 

8 gi|219857426 


24405 
Ecto 
219857423 
24435 
Planomicrobium. 
gi|]219857422 
24451 


8 gi 


gi|219857413 


Chromatiales; 


ref|NR_025136.1| Methylomicrobium 


2276893 2278392 Methylomicrobium buryatense 


Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
Methylobacter. 

NR_025130.1| Bacillus sonorensis 


ref|NR_025132.1 


ref 


2284530 2285939 Bacillus sonorensis Bacteria; 


Thioalkalivibrio 
2285990 2287383 Thioalkalivibrio 
Ectothiorhodospiraceae; 


ref|NR_025109.1| Geobacillus 


2311580 2313074 Geobacillus subterraneus 


ref|NR_025106.1| Paenibacillus 
2316148 2317531 Paenibacillus 


ref|NR_025085.1| Paenibacillus 


2344786 2346268 Paenibacillus granivorans 
Paenibacillus. 


ref|NR_025073.1| Haemophilus felis 
76 Haemophilus felis Bacteria; 


ref|NR_025060.1| Bacillus jeotgali 
01 Bacillus jeotgali Bacteria; 


ref|NR_025055.1| Mycoplasma microti 
92 Mycoplasma microti Bacteria; 


ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
Halomonas. 
ref|NR_025049.1| Sporosarcina 

69 2399376 Sporosarcina aquimarina 


ref|NR_025046.1| Veillonella criceti 
23 2403914 Veillonella criceti Bacteria; 
la. 


ref|NR_025045.1| Lactobacillus kimchii 
86 Lactobacillus kimchii Bacteria; 
ref|NR_025040.1| Methylosarcina 


2411699 2413210 Methylosarcina 
Methylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 


ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 
ref|NR_025027.1| Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 
e; Oceanimonas. 
ref|NR_025024.1| Paenibacillus 

10 2432897 Paenibacillus chinjuensis 
ref|NR_025014.1| Thioalkalivibrio 

72 2442029 Thioalkalivibrio paradoxus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_025011.1| Planomicrobium 

92 2445097 Planomicrobium koreense 


ref|NR_025010.1| Alishewanella fetalis 
48 2446624 Alishewanella fetalis 
Alishewanella. 
NR_025001.1| Aeromonas salmonicida 
2455783 2457213 Aeromonas 


ref 


salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Aeromonadaceae; 


strain ATCC 33531 
Bacteria; 


strain CCUG 43179 


Bacteria; 


Bacteria; 


Bacteria; 


strain 2074-AUS-E 


Proteobacteria; Gammaproteobacteria; Legionellales; Leg 
676256 Bacteria_16S 
beliardensis strain Montbeliard Al 16S ribosomal RNA, p 
beliardensis Bacteria; 
676256 Bacteria_16S 

strain Z 16S ribo 


Clostridia; Clost 


676256 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


676256 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 


subsp. spizizenii 
subtilis subsp. s 


676256 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


676256 Bacteria_16S 


strain HPA92 16S 
Proteobacteria; 


strain 177 16S ri 
Proteobacteria; 


strain P925 16S r 
Proteobacteria; 


selangorensis str 
selangorensis Bac 


676256 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


676256 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


676256 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


676256 Bacteria_16S 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


676256 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


676256 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


676256 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


676256 Bacteria_16S 


strain CDC 2991-8 


Proteob 
676256 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
676256 Bacteria_16S 


Firmicu 
676256 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Chromati 
676256 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromati 


676256 Bacteria_16S 


G 
676256 Bacteria_16S 


G 
676256 Bacteria_16S 


G 
676256 Bacteria_16S 
ain LMG 17710 16S ribosomal RNA, parti 
La 


Aeromonas. 
676256 Bacteria_16S 


2462510 2462486 1 25 gi 
16S ribosomal RNA, partial sequence 


2463921 2463901 76 96 


gi 
Firmicutes; 
2465519 2465499 76 

16S ribosomal RNA, 
tes; Lactobacillales; 
2470124 2470092 76 


Clostridia; 
96 


eria; 
gi 


108 gi 


2471629 2471597 76 108 


gi 


2501623 2501591 76 108 gi 
16S ribosomal RNA, partial sequence 


2503129 2503097 76 108 


gi 
Proteobacteria; 


2515291 2515259 76 108 


gi 


Caloramator. 
96 gi 


ridiales; Clostridiaceae; 


2530428 2530408 76 
ridia; Clostridiales; Clostridiaceae; 
2551102 2551070 76 108 gi 


pizizenii Bacteria; Firmicutes; Bacill 
2600286 2600262 1 25 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; 
2601840 2601816 1 25 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603394 2603370 1 25 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2604948 2604924 1 25 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2617353 2617333 76 96 


gi 


gi 


gi 


gi 


teria; Firmicutes; Lactobacillales; 
2620488 2620464 1 25 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2621905 2621873 76 108 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2624970 2624938 76 108 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


2626493 2626461 76 108 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

2628057 2628025 76 108 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2634071 2634039 76 108 gi 
train MAE2 16S ribosomal RNA, partial 

acteria; Firmicutes; Bacillales; Plano 
2635617 2635593 1 25 gi 
8 16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2637181 2637157 1 25 gi 
1 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Enteroba 


in DSM 1291 16S ribosomal RNA, partial 
Clostrid 


complete sequence 
Lactobacillaceae 


Gammaproteobacte 


Gammaproteobacte 


ct 
s 


ia 


’ 


ce 
al 


al 


io 


ar 
ri 


cl 


al 


al 


ri 


st 


st 


st 


al 


ct 


E 


en 
mi 


al 
ac 


eq 


’ 


ne 
ac 


se 
co 


ct 


219857408 


219857407 


219857406 


219857403 


219857402 


219857381 


219857380 


219857367 


somal RNA, partial sequence 2514611 2516064 Calor 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 


219857343 


219857268 


219857267 
2601060 26025 
Pa 
219857266 
2602614 26041 
Pa 
219857265 
2604168 26056 
Pa 
219857254 


219857252 


219857251 


219857248 


219857247 


219857246 


219857236 


219857234 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref|NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref|NR_024994.1 
63 2466330 Lactob 
illus. 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref|NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref|NR_024968.1 
uence 250240 
nellales; Legion 
ref|NR_024955.1 
amator coolhaasi 


24617 
eriales; 


equence 
les; Clo 


24647 
Lactobac 


24694 
es; Ecto 
24709 
es; Ecto 
25009 
nellacea 


tial seq 
a; Legio 


ref |NR_024945.1 


ostridium. 
ref 
sequ 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref |NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref |NR_024898.1 


partial 
es; Baci 


sequenc 


a; Paste 


Mannheimia 
NR_024897.1 


eurellac 5 


eae; 
ref 


Mannheimia. 
NR_024896.1 


eurellaceae; 


ref 
eurellaceae; Mannheimia 
ref |NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024881.1 
00 2622680 Planom 


sequenc 
obacilla 


26197 
nterobac 


ce 26212 
crobium. 


ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


sequenc 
teria; X 


ref |NR_024877.1 
2625807 262727 
cetales; Propion 


uence 
Actinomy 


ref|NR_024876.1 
e 2627322 2628862 Gracil 
illus. 
ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 


quence 
ccaceae; 


26348 
eriales; 


219857233 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Clostridium 
2 Clostridium 
stridium. 
Lactobacillus mucosae 
acillus mucosae 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 

Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Planomicrobium 
icrobium mcmeekinii 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Gracilibacillus 
ibacillus halotolerans 


Planomicrobium 
1 Planomicrobium 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 


ref|NR_024861.1 
2636413 2637923 Citrob 


Citrobacter farmeri 
acter farmeri Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


676256 Bacteria_16S 


2638761 2638737 1 


25 


gi| 219857232 


succinogenes strain 130Z 16S ribosomal RNA, partial sequence 


succinogenes Bacteria; 


Actinobacillus. 


676256 Bacteria_16S 
manihotivorans strain OND 32 16S ribosomal RNA, 
manihotivorans Bacteria; 
676256 Bacteria_16S 
juripiscarius strain IS40-3 16S ribosomal RNA, partial 
juripiscarius Bacteria; 
676256 Bacteria_16S 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; 
676256 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 
Bacillaceae; 
676256 Bacteria_16S 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
kitasatonis Bacteria; 
676256 Bacteria_16S 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 
oxidotolerans Bacteria; 
676256 Bacteria_16S 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; 
676256 Bacteria_16S 


Bacillales; 


toyohensis strain 
TOBE Bacteria; 


676256 Bacteria_16S 


strain ATCC15947 
Bacteria; 


Proteobacteria; 
2673353 2673333 76 


Firmicutes; 
2679426 2679394 76 


Firmicutes; 
2697208 2697176 76 


Firmicutes; 
2698762 2698730 76 


Bacillus. 
2704847 2704827 76 


Firmicutes; 
2706400 2706368 76 


Firmicutes; 
2727526 2727494 76 


2755701 2755669 76 
Clostridia; 


2763237 2763213 1 


2764753 2764729 1 


Bacillales; 


Bacillales; 


Lactobacillales; 


Bacillales; 


Gammaproteobacteria; 


96 


108 


108 


108 


2698052 2699555 Ba 


96 


108 


108 


108 


ToBE 16S ribosomal RNA, partial sequence 


Firmicutes; Thermoanaerobacterales; 


25 


25 


strain JCM1680 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
676256 Bacteria_16S 


2766269 2766245 1 


25 


strain JCM1679 16S ribosomal RNA, partial sequence 


2769233 2769201 76 


108 


strain GTC 854 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacteria; 


fermentans strain 
Bacteria; 


strain ATCC 12775 


Bacillales; 
676256 Bacteria_16S 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 
glycanilyticus Bacteria; 
676256 Bacteria_16S 
koleovorans strain TB 16S ribosomal RNA, partial sequence 
Firmicutes; 
676256 Bacteria_16S 


Firmicutes; 
676256 Bacteria_16S 


Bacillaceae; 
2778450 2778418 76 


Firmicutes; Baci 
2789064 2789032 76 


Bacillales; 
2841778 2841758 76 


Clostridia; 
2855760 2855736 1 


2863418 2863386 76 


Halanaerobiales; 


Bacillus. 


108 


Paenibacillaceae; 


R-9 16S ribosomal RNA, partial sequence 


complete 
Lactobacillales; Lactobacillaceae; 


Bacillaceae; 


Bacillaceae; 


gi| 219857207 


219857203 
sequence 


gi 
gi|219857190 
gi|219857189 


219857185 
sequence 


gi 


Lactobacillaceae; 


gi|219857184 


Bacillales Family 


gi|219857169 


gi|219857149 
gi] 219857142 


gi|219857141 


Pasteurellales; 


sequence 


Lentibacillus. 


Anoxybacillus. 


cillus 


ref|NR_024860.1| Actinobacillus 
2637974 2639461 Actinobacillus 
Pasteurellaceae; 


ref |NR_024835.1| Lactobacillus 
2672606 2674164 Lactobacillus 

Lactobacillus. 

ref |NR_024831.1| Lentibacillus 

2678696 2680219 Lentibacillus 


NR_024818.1| Anoxybacillus 
2696496 2698001 Anoxybacillus 
Ed Bacillus asahii strain 
asahii Bacteria; Firmicutes; 


NR_024813.1| Lactobacillus 

2704122 2705627 Lactobacillus 

Lactobacillus. 

ref|NR_024812.1| Exiguobacterium 
2705678 2707191 Exiguobacterium 

XII. Incertae Sedis; Exiguobacterium. 

ref|NR_024797.1| Persephonella 

2726822 2728328 Persephonella 

Persephonella. 

NR_024777.1| Thermanaeromonas 


ref 


2754990 2756495 Thermanaeromonas toyohensis 
Thermoanaerobacteraceae; 


Thermanaeromonas. 
Edwardsiella tarda 


ref|NR_024770.1 


16S ribosomal RNA, partial sequence 2762542 2763940 Edwardsiella tarda ATCC 15947 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
676256 Bacteria_16S 


Enterobacteriaceae; Edwardsiella. 
ref|NR_024769.1| Edwardsiella ictaluri 


2763991 2765456 Edwardsiella ictaluri Bacteria; 


gi|219857140 


2765507 2766972 Edwardsiella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
676256 Bacteria_16S 


gi| 219857138 


Edwardsiella. 

NR_024768.1| Edwardsiella hoshinae 
hoshinae Bacteria; 
Edwardsiella. 

NR_024766.1| Bacillus okuhidensis 


ref 


ref 


2768556 2770007 Bacillus okuhidensis Bacteria; 


gi|219857131 


ref|NR_024759.1| Paenibacillus 
2777747 2779208 Paenibacillus 


llales; Paenibacillaceae; Paenibacillus. 
108 gi|219857124|ref|NR_024752.1| Paenibacillus 
2788365 2789727 Paenibacillus koleovorans 
Paenibacillus. 
96 gi|219856896|ref|NR_024715.1| Halanaerobium 
2841063 2842500 Halanaerobium fermentans 
Halanaerobiaceae; Halanaerobium. 


25 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 
676256 Bacteria_16S 


108 


219856887 
28549 


gi 


gi|219856882 


strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
676256 Bacteria_16S 


2866501 2866469 76 


108 


gi| 219856880 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 


stanieri Bacteria; 
Marinobacterium. 


676256 Bacteria_16S 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 
weihenstephanensis Bacteria; 
676256 Bacteria_16S 


2869622 2869590 76 


Firmicutes; 
2871202 2871170 76 


Proteobacteria; Gammaproteobacteria; 


108 


Bacillales; 
108 


strain DSM11031 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 
676256 Bacteria_16S 


Bacillaceae; Baci 
2872779 2872747 76 


llus. 
108 


strain IFO15566 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 
676256 Bacteria_16S 


Bacillaceae; Baci 
2875944 2875912 76 


llus. 
108 


strain IFO15718 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


Bacillaceae; Baci 


llus. 


gi| 219856878 
Bacillaceae; 
gi| 219856877 
2870477 28720 


gi| 219856876 
2872057 28735 


gi|219856874 
2875223 28767 


Alteromonadales; 


ref|NR_024706.1| Pseudomonas flectens 
85 2856506 Pseudomonas flectens Bacteria; 


ref|NR_024701.1| Pseudomonas halophila 
25 Pseudomonas halophila Bacteria; 
Pseudomonas. 
ref|NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 
Alteromonadaceae; 
ref|NR_024697.1| Bacillus 
2868896 2870426 Bacillus 
Bacillus; Bacillus cereus group. 
ref|NR_024696.1| Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 


ref|NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 
ref|NR_024693.1| Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


676256 Bacteria_16S 2879090 2879058 76 108 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 2882209 2882177 76 108 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

676256 Bacteria_16S 2892768 2892744 1 25 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

676256 Bacteria_16S 2929250 2929226 1 25 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

676256 Bacteria_16S 2945869 2945849 76 96 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

676256 Bacteria_16S 2947484 2947460 1 25 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

676256 Bacteria_16S 2948974 2948950 1 25 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

676256 Bacteria_16S 2950462 2950438 1 25 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

676256 Bacteria_16S 2951963 2951939 1 25 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

676256 Bacteria_16S 2953461 2953437 1 25 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

676256 Bacteria_16S 2967033 2967009 1 25 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

676256 Bacteria_16S 2982248 2982228 76 96 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

676256 Bacteria_16S 2989891 2989859 76 108 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

676256 Bacteria_16S 2991424 2991392 76 108 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

676256 Bacteria_16S 2992918 2992886 76 108 gi|219846928|ref|NR_026520.1| Legionella brunensis 
strain 441-1 16S ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

676256 Bacteria_16S 2999009 2998977 76 108 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

676256 Bacteria_16S 3000583 3000551 76 108 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
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CTGCAAGACTAGAGACTAGGAGAGGGTGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCAGAGGCGAAGGCGGCCACCTGGACTAG 
ATCTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGTTGTCGGGATTTCGGTTTCGGTG 
ACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCACACGAATTGACGGGGGCCCGCACAAGCGGTGGATCATGTGGTTTAAT 
TCGAAGCAACGCGCACAACCTTACCATACCTTGACATCCCTATCGCGATTTCCACAAGATGGATTTCATCAGTTCGGCTGAGATACGTGACAAGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCACTTAGTTGGGCAACTCTAGGGAGACTGCCGG 
TGATAAACCGGAGGAAGGCTGGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTAACTACAGAGGGCTGCTTCTTGGCAA 
CAGGTGGCGAATCCCAACAAGTTATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGACGGTGGGCTAACCAGATTTATCTGGAGGCAGCCGGCCACGGTAA 
GGTCAGCGACTGGGGTGAAGTCGTAAGAAGGAAACCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGAT 
TGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGAAACAGGAAGTAGCTTGCTACTTTGCTGTCGAGTGGCGGACGGGTGAGTAATGCTTGGGAATATG 
CCAAAACGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTACGGACCAAAGCAGGGGACCTTAGGGCCTTGCGCGTTTTGATTAGCCCAAGT 
GGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCTAGCTGGTCTTAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGGGGAG 
GAAAGGGCGTTGGTTAATAGCCAGGGTCTGTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAA 
TCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTAATTAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTGAAACTGGTTAACTAGAGTTT 
TGTAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGACAAAGACTGACACTGAGGCGC 
GAAGGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCAGTAAACGATGTCTATTAGAAGTTTGTGGCTATATGCCGTGGGTTTCAAAGCTAACGCA 
TTAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGA 
AGAACCTTACCATCCCTTGACATCCAGAGAATCACCTAGAGATAGATGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTG 
AAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGAGTTATGTCGGGAACTATAGGGAGACTGCCGGTGATAAACCGGAGGAAGGT 
GGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGC TACACACGTGCTACAATGGCAGATACAAAGGGTTGCTAACCAGCGATGGTATGCGAATCTCATAA 
AGTCTGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTCTATTAGCTTAACCTTTCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCCTGGGAATATGCCTTAGTGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAACGTCT 
TCGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCGCTAAGATTAGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCAACGATCCCTAGCTG 
GTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCA 
TGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGCATTGTAGTTAATAGCTGCAGTGCTTGACGTTAGCGACAGAAGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTCTGTTAAGCAAGATGTGA 
AAGCCCGGGGCTCAACCTCGGAACCGCATTTTGAACTGGCAGACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAA 
GGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGTCTACTTGAAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCCAGAGATAGCTTAGTGC 
CTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGC 
ACGTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTA 
CAATGGCGTATACAGAGGGCTGCCAACCAGCGATGGTGAGCGAATCCCACAAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAAT 
CGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTA 
ACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATCACTGGGGTGAAGTCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAG 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCATGAAATTATTTGATTCTCTTCGGAGTTGACGATAATGGAATGAGCG 
GCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGTAAGACTGGGATAACTCGTGGAAACGCGAGCTAATACCGGATAACACTTTTTATCTCCTGATGAGAAGTT 
GAAAGGCGGCTTTTGCTGTCACTTACAGATGGGCCTGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGT 
GATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGT 
GATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAGTACTATAGTAACTGATAGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCTCGCAGGCGGTTCTTTAAGTCTGATGTGAAATCTTACGGCT 
CAACCGTAAACGTGCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTG 
GCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAG 
GTGTTAGGGGGTTTCCGCCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAAGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGAACACTCTAGAGATAGAGTTTTCCCTTCGGGGACA 
GAGTGACAAGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTAAGTTGGG 
CACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAAC 
AAAGGGAAGCGAACCCGCGAGGTCAAGCAAATCCCACAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGGAGCCGGAATCGCTAGTAATCGC 
GGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTAACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCC 
AGCCGCCGAAGGTGGGACTAATGATTGGGGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAG 
TTTGATCCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAATCTATGTATGAAATGTAAGCTTGCTTACATAGACTACATGGTGGACTGGTGAGTA 
ACGTGTAAAGAACTTACCTCTTAGACTGGGATAACCATTAGGAAATGATGGATAATACTAGATATTATTAGTAGTAGGCATCTACTATTAATGAAAGGAGAGATT 
GCTAAGAGAGAGCTTTGCATCCTATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCTATGATAGGTAGCCGGCCCGAGAGGTGAACGGCCACAAGGGGACTGA 
GATACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGAGGAAACTCTGATCCAGCAATTCTGTGTGCACGAAGAAGGTTTTCGGATTGTA 
AAGTGCTTTCAGTAGGGAAGAAGAAGATGACGGTACCTACAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCG 
GAATTATTGGGCTTAAAGGGCATCTAGGCGGTCTAACAAGTTGAAGGTGAAAAGCTGTGGCTCAACCATAGTCTTGCCTACAAAACTGTCAGACTAGAGTACTGG 
AAAGGTGGGTGGAACTACACGAGTAGAGGTGAAATTCGTAGATATGTGTAGGAATGCCGATGATGAAGATAACTCACTGGACAGAAACTGACGCTGAAGTGCGAA 
ACGTAGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCTAGCTGTAAACGATGATCACTGGGTGTGGGGGTGTGAAGCCTCTGTGCCGAAGCAAAAGCGATAAG 
TGATCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAAC 
CTTACCAGGTCTTGACATACTCGGAATAAGATGGAAGCATCTTAGTGCCTTTGGGAACCGAGATACAGGTGGTGCATGGCTGTCGACAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGAAACCCCTATCATTAGTTGCCATCATTAAGTTGGGGACTCTAATGAAACTGCCCGCGACGAGCAGGAGGAAGGTGGGGATG 
ACGTCAAGTCATTCTGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGGTAGTACAAAGAGGAGCTAAGCAGTGATGTGGAGCAAATCTTTCAAAGCTACT 
CTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCACTAGTAATCGCAAATCAGCAATGTTGCGGTGAATACGTTCTCGGGTCTTGTACACAC 
CGCCCGTCACACCACGAGAGTTAGTTGCACCTGAAGTTACTGGCCTAACCCGTAAGGGAGGGAAGTACCTAAGGTGTGATTAGTGATTGGGGTGAAGTCGTAACA 
AGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGTATGCCTAAGACATGCAAGTCGAACGGGCTGTTTATGCAGC 
CAGTGGCGGACGGGTGAGTAACACGTAGGTGACCTACCCCAAAGTCTGGGACAACTAGGAGAAATCTTAGCTAATCCTGGATGTGGACATCTACTTTGGTGGATG 
TTTAAAGCTTCGGCGCTTTGGGATGGGCCTGCGGCGCATCAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGACGACGCGTAGCTGGTCTGAGAGGACGATCAG 
CCACAGGGGTACTGAGACACGGACCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGATACCGCTTGAAGGACGAA 
GCCCTTCGGGGTGTAAACTTCTGAACTCGGGACGATAATGACGGTACCGAGGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGA 
GCGTTACCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGTCTCTCAAGTCCGATGCTAAAGACCGAAGCTCAACTTCGGGGGTGCGTTGGATACTGTGAGGCT 
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eq 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Acetobacterium 


ref|NR_026328.1 
3276555 327802 


3 Acetobacterium 


Eubacteriaceae; Acetobacterium. 


676256 Bacteria_16S 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
676256 Bacteria_16S 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 33055 


Firmicutes; Lacto 


676256 Bacteria_16S 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 33071 


Firmicutes; Lacto 


676256 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


676256 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


676256 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


676256 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


676256 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


676256 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


676256 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


676256 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


676256 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


676256 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


676256 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


676256 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


676256 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


676256 Bacteria_16S 


strain Milford 74 
Proteobacteria; G 


676256 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; G 


676256 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; G 


676256 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


676256 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


676256 Bacteria_16S 


strain ATCC 14048 


3290872 3290840 76 108 gi 


3304775 3304755 76 96 gi 
Lactobac 


gi 


bacillales; Lactobacillaceae; 
3306315 3306295 76 96 


bacillales; Lactobacillaceae; Lactobac 
3319848 3319816 76 108 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


3353290 3353258 76 108 
bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3365713 3365681 76 108 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3376243 3376223 76 96 gi 
senegalense strain DSM 7379 16S 


gi 


ubsp. 


Halanaerobiaceae; Halanaerobium. 

3385447 3385415 76 108 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


3386920 3386888 76 108 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3411177 3411145 76 108 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3446600 3446568 76 108 gi 


ridia; Clostridiales; 
3501387 3501359 4 


Clostridiaceae; 
32 gi 


ridia; Clostridiales; Clostridiaceae; 
3527174 3527154 76 96 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 
3536294 3536262 76 108 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3542550 3542518 76 108 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3545660 3545628 76 108 
somal RNA, complete sequence 
laceae; Bacillus. 

3551790 3551758 76 108 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3558093 3558069 1 25 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3559573 3559549 1 25 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3561088 3561064 1 25 gi 
bosomal RNA, partial sequence 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 


an 


il 


il 


eq 
ct 


H 


ti 
ri 


ri 


senegalense Bacteria 


1 
ia 


H 


ne 


cl 


ealk 


et 
id 


Ca 


on 


on 


219846727 


219846718 


219846717 


219846706 


219846682 
3352589 33540 


219846673 


219846666 


219846659 


219846658 
219846637 
219846612 


6S ribosomal RNA, partial sequence 3445905 34473 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 


219846558 
219846552 
3535585 35370 


219846548 
3541838 35433 


219846546 
3544949 35464 


219846542 
3551089 35526 


219846537 


219846536 


219846535 
3560299 35617 


ref|NR_026319.1 


thomonadaceae; Xanthomon 
ref |NR_026310.1 
44 Lactobacillus 
lus. 
ref|NR_026309.1 
06 Lactobacillus 
lus. 
ref |NR_026298.1 

3319157 332063 


eanospirillales; 


uence 
eria; Oc 


ref |NR_026274.1 


alomonadacea' 
ref 

nce 

Clos 


e; Halomona 
NR_026265.1 

336503 
tridiaceae; 
ref |NR_026258.1 
RNA, partial seq 
Firmicutes; 


al seque 
diales; 


bosomal 


v 


ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


sequence 
Oceano 


’ 


ref |NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 

ref |NR_026204. 
86 Clostridium 
m. 
ref |NR_026167. 
49 Clostridium 
m. 
ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref|NR_026144.1 


33862 
alomonad 


34104 
llaceae; 
i 


ostridiu 
1 


ostridiu 


e sequen 
iales; C 


ref|NR_026140.1 


ref|NR_026138.1 
54 Bacillus 


ref |NR_026134.1 


loramator. 
ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


35572 
aceae; V 


35587 
aceae; V 


cohnii Bacteria; 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Halomonas 
3 Halomonas 


Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
s. 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Halanaerobium 
uence 3375527 3377012 


Clostridia; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 

Dialister pneumosintes 
ter pneumosintes 


Clostridium viride 


viride Bacteria; 


Clostridium celatum 


celatum Bacteria; 


Clostridium 
8 Clostridium 
lostridium. 

Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Bacillus clausii 


42 Bacillus clausii Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3562609 3562585 1 25 gi|219846534|ref|NR_026126.1 
strain 164 16S ribosomal RNA, partial sequence 3561815 356324 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibr 

3564094 3564070 1 25 gi|219846533|ref|NR_026125.1 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteri 
ia; Vibrionales; Vibrionaceae; Vibrio. 

3565574 3565550 1 25 gi|219846532|ref|NR_026124.1 


3564785 3566250 Vibrio 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio natriegens 
natriegens Bacteria; 


676256 Bacteria_ 


strain NS 16S rib 
G 


Proteobacteria; 
676256 Bacteria_ 


strain ATCC 35912 
Proteob 


Bacteria; 
676256 Bacteria_ 


strain JB13 16S r 
G 


Proteobacteria; 
676256 Bacteria_ 


strain BL 70/20 1 
Clost 


Firmicutes; 
676256 Bacteria_ 
strain NCIMB 629 
Firmicutes; 
676256 Bacteria_ 


strain NCIMB 1493 
Bacil 


Firmicutes; 
676256 Bacteria_ 
strain 
Proteobacteria; 
676256 Bacteria_ 


szegediense strai 
Proteob 


Bacteria; 
676256 Bacteria_ 


strain VKM-14L 16 
G 


Proteobacteria; 
676256 Bacteria_ 


strain LK6 16S ri 
G 


Proteobacteria; 
676256 Bacteria_ 


restrictus strain 
restrictus Bacter 


676256 Bacteria_ 


strain ATCC 15712 
Proteob 


Bacteria; 
676256 Bacteria_ 


strain HK 204 16S 
G 


Proteobacteria; 
676256 Bacteria_ 


strain EN 101 16S 
G 


Proteobacteria; 
676256 Bacteria_ 


wasabiae strain S 
Proteob 


Bacteria; 
676256 Bacteria_ 


betavasculorum st 
betavasculorum Ba 


Pectobacterium. 
676256 Bacteria_ 
strain 1846 16S 
Proteobacteria; 


Rickettsia; 
Bacteria; 
strain P-172-71 1 
Proteobacteria; 


Bacteria; 


Tenericutes; Moll 


Bacil 


CIP 7430 
G 


G 
676256 Bacteria_16S 
congolense strain 
congolense Bacter 
676256 Bacteria_16S 
aeschlimannii str 
aeschlimannii Bac 
spott 
676256 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
Proteob 
676256 Bacteria_16S 


G 
676256 Bacteria_16S 
porcinus strain N 
Proteob 
676256 Bacteria_16S 
strain D6-1 16S ribosomal RNA, partial sequence 


16S 3567080 3567056 1 gi| 219846531 
osomal RNA, partial sequence 3566301 35677 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
16S 3568586 3568562 1 25 gi| 219846530 
16S ribosomal RNA, partial sequence 35678 
acteria; Gammaproteobacteria; Vibrionales; Vibri 
16S 3586717 3586685 76 108 gi| 219846518 
ibosomal RNA, partial sequence 3585997 35874 
ammaproteobacteria; Methylococcales; Methylococc 
16S 3592865 3592833 76 108 gi| 219846513 
6S ribosomal RNA, partial sequence 3592199 35936 
ridia; Clostridiales; Clostridiaceae; Cl 
16S 3609700 3609668 76 108 gi|219846499 
16S ribosomal RNA, partial sequence 3608971 36104 
lales; Planococcaceae; Planococcus. 
16S 3611181 3611149 76 108 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
16S 3612713 3612689 1 25 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
16S 3648927 3648895 76 108 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methylococcales; 
16S 3650466 3650434 76 108 gi| 219846471 
S ribosomal RNA, partial sequence 3649747 36512 
ammaproteobacteria; Methylococcales; Methylococc 
16S 3652007 3651975 76 108 gi| 219846470 
bosomal RNA, complete sequence 3651286 36527 
ammaproteobacteria; Methylococcales; Methylococc 
16S 3665866 3665834 76 108 gi|219846461 
PER-K23 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Clostridia; Clostridiales; Pepto 
16S 3667415 3667391 1 25 gi|219846459 
16S ribosomal RNA, partial sequence 36666 
acteria; Gammaproteobacteria; Enterobacteriales; 
16S 3668920 3668896 1 25 gi|219846458 
ribosomal RNA, partial sequence 3668184 36696 
ammaproteobacteria; Enterobacteriales; Enterobac 
16S 3670427 3670403 1 25 gi| 219846457 
ribosomal RNA, partial sequence 3669690 36711 
ammaproteobacteria; Enterobacteriales; Enterobac 
16S 3671934 3671910 1 25 gi| 219846456 
R91 16S ribosomal RNA, partial sequence 36711 
acteria; Gammaproteobacteria; Enterobacteriales; 
16S 3673443 3673419 1 25 gi|219846455 
rain ATCC 43762 16S ribosomal RNA, partial seque 
cteria; Proteobacteria; Gammaproteobacteria; Ent 


25 


219846498 
36104 


219846497 
36119 
omonadacea 
219846472 
nce 36482 


16S 3674948 3674924 1 25 gi|219846454 
ribosomal RNA, partial sequence 3674212 36756 
ammaproteobacteria; Enterobacteriales; Enterobac 
3676462 3676442 76 96 gi| 219846453 
SEBR 4224 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Clostridia; Halanaerobiales; Hal 
3679611 36795711 41 gi|219846451 
ain Mcl6 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 
ed fever group. 
3693114 3693082 76 


Rick 
108 219846442 
36924 
acteria; Gammaproteobacteria; Methylococcales; M 
3694698 3694674 1 25 gi|219846441 
6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pasteurellac 
3696135 36961111 25 gi| 219846439 
M319 16S ribosomal RNA, partial sequence 36953 
acteria; Gammaproteobacteria; Pasteurellales; Pa 


gi 


Vv 


ostridiu 


M 


ref|NR_026123.1| Vibrio diazotrophicus 
56 Vibrio diazotrophicus Bacteria; 
ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio. 
ref|NR_026110.1| Methylomonas fodinarum 
56 Methylomonas fodinarum Bacteria; 
aceae; Methylomonas. 

ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 

m. 
ref|NR_026091. 
00 Planococcus 


Vibrio cincinnatiensis 
cincinnatiensis 


1| Planococcus kocurii 
kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Cc 


ref|NR_026090. 
51 3611882 Plano 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref |NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref |NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026053.1 
3665143 366662 
coccaceae; Dehal 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriaceae; Brenneria. 
ref|NR_026049.1| Erwinia persicina 

39 Erwinia persicina Bacteria; 
teriaceae; Erwinia. 

ref|NR_026048.1| Brenneria nigrifluens 
45 Brenneria nigrifluens Bacteria; 
teriaceae; Brenneria. 

ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026046.1| Pectobacterium 

nce 3672704 3674161 Pectobacterium 
erobacteriales; Enterobacteriaceae; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Dehalobacter 
8 Dehalobacter 
obacter. 

Brenneria salicis 
ria salicis ATCC 15712 


ref|NR_026045.1| Pantoea ananatis 
66 Pantoea ananatis Bacteria; 
teriaceae; Pantoea. 
ref|NR_026044.1| Halanaerobium 
3675717 3677244 Halanaerobium 
anaerobiaceae; Halanaerobium. 
ref|NR_026042.1| Rickettsia 
3678896 3680323 Rickettsia 
ettsiales; Rickettsiaceae; Rickettsieae; 


ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; Methylosphaera. 
ref|NR_026032.1| Pasteurella aerogenes 
20 Pasteurella aerogenes Bacteria; 

eae. 
ref|NR_026030.1| Actinobacillus 
71 3696836 Actinobacillus porcinus 
steurellaceae; Actinobacillus. 


Methylosphaera 
osphaera hansonii 


3700577 3700545 76 108 gi| 219846436 
3699882 37013 
icutes; Mycoplasmataceae; Ureaplasma. 


ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


676256 Bacteria_ 


sporothermodurans 
sporothermodurans 


676256 Bacteria_ 


fibrisolvens stra 
fibrisolvens Bact 


676256 Bacteria_ 


thermocisternum s 
thermocisternum B 


676256 Bacteria_ 


strain RB 16S rib 


osomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
676256 Bacteria_ 


allosaccharophila 
allosaccharophila 


Aeromonas. 


676256 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


676256 Bacteria_16S 


strain NCTC 3438 
Bacteria; 


hominis strain 65 
Bacteria; 


Proteobacteria; 


Proteob 
676256 Bacteria_16S 


Proteob 
676256 Bacteria_16S 
strain C-1 16S ri 
G 
676256 Bacteria_16S 
strain 62 16S ribosomal RNA, partial sequence 


16S 3813107 3813083 1 25 gi 


Bacteria; Proteobacteria; 


3823856 3823832 1 25 
strain 536 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


gi 
complete 
Gammaproteob 


3825386 3825362 1 25 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3828432 3828408 1 25 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3835745 3835713 76 108 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3837275 3837243 76 108 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


676256 Bacteria_16S 


3840381 38403411 41 


gi 


aggregatus strain B15 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Blastococcus. 


676256 Bacteria_16S 


lacurosei strain 
Bacteria; 


Rickettsia; 


strain ATCC VR-61 
Bacteria; 


Firmicu 
676256 Bacteria_16S 
rhipicephali stra 
rhipicephali Bact 
spott 
676256 Bacteria_16S 


Proteob 
spotted fever gro 
676256 Bacteria_16S 
strain Mtul 16S r 


3841869 3841849 76 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
3846475 3846435 1 41 gi 
in 3-7-6 16S ribosomal RNA, complete s 
eria; Proteobacteria; Alphaproteobacte 
ed fever group. 
3847965 3847925 1 41 gi 
1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Ricketts 
up. 


96 gi 


3849455 3849415 1 41 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


676256 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


676256 Bacteria_16S 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


676256 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


676256 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


676256 Bacteria_16S 


strain HAR-13 16S 


3861498 3861478 76 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 

3870692 3870668 1 25 gi 
ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


96 gi 


3872166 3872134 76 108 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3873753 3873721 76 108 gi 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Bacillales Family XI. 
3895468 3895448 76 96 gi 
ribosomal RNA, complete sequence 


gi 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


676256 Bacteria_16S 


strain Gl 16S rib 


3913667 3913643 1 
osomal RNA, partial sequence 


25 gi 


strain CECT 4199 16S ribosomal RNA, p 
Gammaproteo 


3780594 37820 
ttsiacea 


ke 


219846354 
ar 
bacteria; 

219846347 

sequence 
acteria; 


219846346 


llales; 
219846344 


cteriales; 
219846338 


3835060 38365 
alomonad 


H 
219846337 


3836584 38380 
alomonad 


H 
219846335 
ce 
ales; 
219846334 
nce 38411 
na 
219846331 
equence 

ria; 


219846330 
38472 
iales; 


219846329 


3848728 38501 
ttsiacea 


ke 


219846321 


3860745 3862279 Lacto 


219846315 
sequence 
cteria; 


219846314 


3871442 38729 


Sedis; 
219846313 

38730 
Incertae 
219846298 


3894733 38962 


219846285 


tial seq 


P 


38245 
Pa 


38276 


38396 
Fran 


erobiace 


Ricke 


Ric 


Ca 


, 


e; Rickettsieae 
ref 
uenc 


Aero. 


NR_025945.1 
e 381232 
monadales; 


ref |NR_025938.1 
3823071 382454 
asteurellales; P 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref |NR_025928.1 


acea 
ref 


e; Halomonas 
NR_025927.1 


aceae; Halomonas 
ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref |NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiu 
ref |NR_025921.1 

3845748 384718 
ttsiales; Ricket 


ref |NR_025920.1 
38 3848677 Ricket 
kettsiaceae; Ric 


ref |NR_025919.1 


e; Rickettsieae; 
ref 
baci 


NR_025911.1 
llus reuteri 


ref|NR_025905.1 
3869930 387139 
mpylobacterales; 


ref |NR_025904.1 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref|NR_025888.1 


ref 


16S 3723198 3723166 76 108 gi|219846419|ref|NR_026010.1| Bacillus 
strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
16S 3763297 3763265 76 108 gi|219846390|ref|NR_025981.1| Butyrivibrio 
in ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
eria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
16S 3764730 3764698 76 108 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
train ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
16S 3781331 3781291 1 41 gi|219846376|ref|NR_025967.1| Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Halanaerobium 
erobium lacurosei 
m. 
Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Arcobacter 
1 Arcobacter 


Campylobacteraceae; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella 


Gemella haemolysans 
a haemolysans ATCC 10379 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


NR_025875.1 


Xenorhabdus poinarii 


3912908 3914383 Xenorhabdus poinarii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 


676256 Bacteria_ 
okeanokoites stra 
okeanokoites Bact 
676256 Bacteria_ 
acidophilum strai 
Bacteria; Aquific 
676256 Bacteria_ 
IAM 12464 16S rib 
Bacil 


Bacillales; 


676256 Bacteria_ 
strain NCIMB 1176 
Proteob 
676256 Bacteria_ 
salexigens strain 
Proteob 
676256 Bacteria_ 
strain GS5-97 16S 
Bacil 
676256 Bacteria_ 
lipolyticum strai 
Proteob 


Bacteria; 


Bacteria; 


Firmicutes; 


Bacteria; 


676256 Bacteria_ 
strain 848 16S ri 
G 
676256 Bacteria_ 
strain SW-154 16S 
G 
676256 Bacteria_ 
strain R-6540 16S 
Bacil 


Proteobacteria; 


Proteobacteria; 


Firmicutes; 


676256 Bacteria_ 
stackebrandtii st 
stackebrandtii Ba 
676256 Bacteria_ 
HDS1-1 16S riboso 
Gammaproteobacter 
676256 Bacteria_ 
strain SS20 16S r 
G 
676256 Bacteria_ 
strain PVl 16S ri 


Proteobacteria; 


Firmicutes; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 
Mahella. 

676256 Bacteria_16S 4076834 4076802 9 41 gi|219846168|ref|NR_025758.1 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 40776 


Firmicutes; 
Mahella. 


676256 Bacteria_ 


sanguinis strain 


sanguinis Bacteri 
676256 Bacteria_ 


strain GB8-1 16S 
Firmicutes; 


Volucribacter. 


676256 Bacteria_ 
halophilus strain 
halophilus Bacter 
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Clost 
676256 Bacteria_ 
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Clost 


Clost 
676256 Bacteria_ 
HT 2-1 16S riboso 
Gammaproteobacter 
676256 Bacteria_ 
psittacicida stra 
psittacicida Bact 
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eria; Firmicutes; Bacillales; Planococ 
16S 3956985 3956953 76 108 gi 
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ae; Aquificales; Aquificaceae; Hydroge 
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ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 


ridia; Thermoanaerobacterales; Thermoa 
16S 4083059 4083027 76 108 gi 
2301083 16S ribosomal RNA, partial seq 
a; Firmicutes; Bacillales; Paenibacill 
16S 4086067 4086035 76 108 gi 
ribosomal RNA, partial sequence 4085 
ridia; Clostridiales; Syntrophomonadac 
16S 4103998 4103974 1 25 gi 
mal RNA, partial sequence 4103238 4104 
ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 4123834 41238101 25 gi 
in Gerl. 236/81 16S ribosomal RNA, par 
eria; Proteobacteria; Gammaproteobacte 


16S 4128303 4128271 76 
JC2043 
ia; Pro 


108 gi 
16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteria; 
16S 4146850 4146818 76 
ain PUP 
teria; 


108 gi 
-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Entomo 
4186761 4186737 1 25 gi 
ribosomal RNA, partial sequence 


ca 
219846254 
ce 39562 
baculum. 
219846252 
3959295 39607 


en 
no 


na 


ea 
219846150 


219846274 
sequence 


ceae; 


3993148 39945 


4017086 40185 


eroba 


219846164 
ue 
ac 
219846162 


nce 
eae; 


324 40 
e; Sy 


753 Vi 


219846134 
ti 
ri 


al se 
a; Pa 


219846131 
ue 


nce 
Alte 


ref|NR_025864.1 
3929851 39313 
anomicrobium. 
ref |NR_025844.1 
75 3957710 Hydro 


BL 


ref |NR_025842.1 


cterales Family IV. 
ref|NR_025754.1 

4082348 408382 
nibacillus. 


ref|NR_025752.1 


Pae 


868 
ntropho 
ref 


oO ga 


monas. 
NR_025740.1 
bri llicus Bacte 
ref 
nce 
urel 


NR_025724.1 
412310 
Paste 


que 


ste lales; 


ref|NR_025721.1 
127615 412904 


romonadales; Altero 


rs 


219846116 
equence 
plasmatale 
219846085 
4186000 4187486 Vibrio superstes Bacteria; 


ref|NR_025706.1 
4146134 414764 
s; Spiroplasmata 


2 


g 


77 Bacillus firmus Bacteria; 


Planomicrobium 
2 Planomicrobium 


Hydrogenobaculum 
enobaculum acidophilum 


Bacillus firmus strain 
Firmicutes; 


laceae; Bacillus. 
16S 3969065 3969041 1 25 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
2 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
acteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
16S 3970457 3970437 76 96 gi|219846245|ref|NR_025835.1| Rhodothalassium 

WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
16S 3993821 3993789 76 108 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


lales; Bacillaceae; Geobacillus. 

16S 4002806 4002782 1 25 gi|219846223|ref|NR_025813.1| Photobacterium 

n M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

16S 4008836 4008812 1 25 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
bosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

16S 4017792 4017760 76 108 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


16S 4042149 4042117 76 108 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
lales; Bacillaceae; Bacillus. 

16S 4043681 4043649 76 108 gi|219846191|ref|NR_025781.1| Planococcus 

rain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 

cteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

16S 4046773 4046749 1 25 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 

mal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 

ia; Vibrionales; Vibrionaceae; Vibrio. 

16S 4055639 4055607 76 108 gi|219846183|ref|NR_025773.1| Halomonas koreensis 

ibosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

16S 4070792 4070772 76 96 gi|219846172|ref|NR_025762.1| Veillonella caviae 
bosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 

ridia; Clostridiales; Veillonellaceae; Veillonella. 

16S 4076785 4076753 76 108 gi|219846168|ref|NR_025758.1| Mahella australiensis 
6S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 


Incertae Sedis; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Paenibacillus 
2 Paenibacillus 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 


ref|NR_025675.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio superstes 


676256 Bacteria_16S 4192835 4192803 76 108 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

676256 Bacteria_16S 4198760 4198728 76 108 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

676256 Bacteria_16S 4206296 4206264 76 108 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

676256 Bacteria_16S 4207794 4207762 76 108 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

676256 Bacteria_16S 4209318 4209286 76 108 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

676256 Bacteria_16S 4212375 4212343 76 108 gi| 219846067 |ref|NR_025657.1| Geobacillus lituanicus 


strain N-3 16S ri 
Bacil 
676256 Bacteria_16S 
lactatifermentans 
lactatifermentans 
676256 Bacteria_16S 
thermobenzoicum s 


Firmicutes; 


bosomal RNA, complete sequence 

lales; Bacillaceae; Geobacillus. 
4220059 4220039 76 96 gi 
Bacteria; Firmicutes; Clostridia; 
4230617 4230585 76 108 gi 
ubsp. thermosyntrophicum strain TPO 16 


strain G17 16S ribosomal RNA, partial 
Clo 


4211641 42131 


219846061 
sequence 
st 
219846048 
s 


ridiales; 


ribosoma 


ref|NR_025651.1 

4219342 42208 
; Clostridiacea 
ref|NR_025638.1 
1 RNA, partial 


3 
e 


s 


63 Geobacillus lituanicus Bacteria; 


Clostridium 
8 Clostridium 
Clostridium. 
Desulfotomaculum 
equence 4229850 4231400 


, 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


Proteobacteria; 


Proteobacteria; 


lividum strain DS 
Bacteria; 


agaricidamnosum s 


agaricidamnosum B 
Janthinobacterium. 
692312 Bacteria_16S 
strain 12B4 16S r 
Clost 
692312 Bacteria_16S 


Firmicutes; 


strain ATCC 35185 
Bacteria; 


strain V 5-2 16S 


Pe 
676256 Bacteria_16S 
strain F2R9 16S r 
G 
676256 Bacteria_16S 
strain U 5/41 16S 
G 
688942 Bacteria_16S 


Proteob 
688942 Bacteria_16S 


Firmicu 
692312 Bacteria_16S 


ptococcaceae; Desulfotomaculum. 
4235206 4235182 1 25 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
4245712 4245688 1 25 gi 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 


219846045 


4234473 42358 
nterobac 


E 
219722938 


4244934 42463 


153188 15467 


ref|NR_025635.1 


teri 
ref 


aceae; Kleb 
NR_024570.1 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 
s 


iella. 
Escherichia coli 


83 Escherichia coli Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

3220849 3220829 1 21 gi|219846773|ref|NR_026365.1| Janthinobacterium 
M 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 

3222368 3222348 1 21 gi|219846772|ref|NR_026364.1| Janthinobacterium 
train Wlr3 16S ribosomal RNA, partial sequence 3222170 3223638 Janthinobacterium 
acteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

21882 21999 1 118 gi|265679049|ref|NR_029357.1| Propionispira arboris 
ibosomal RNA, partial sequence 21157 22626 #Propionispira arboris Bacteria; 
ridia; Clostridiales; Veillonellaceae; Propionispira. 

1524529 1524646 1 118 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 

16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
tes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
153933 154048 3 118 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

692312 Bacteria_16S 4078418 4078531 1 114 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 
692312 Bacteria_16S 216791 216831 1 41 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

692312 Bacteria_16S 375889 376004 3 118 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

692312 Bacteria_16S 392841 392956 3 118 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

692312 Bacteria_16S 1435345 1435460 3 118 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

692312 Bacteria_16S 2049519 2049574 1 56 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

692312 Bacteria_16S 2566531 2566586 1 56 gi|219857290|ref|NR_024921.1| Anaeromusa 


acidaminophila st 
acidaminophila Ba 


692312 Bacteria_16S 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 


rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3904621 3904736 3 118 gi 


al sequenc 
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692312 Bacteria_16S 


strain LB37 16S r 
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692312 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


selenitireducens 
selenitireducens 
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danicus strain DB 
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metallireducens s 
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DCB-2 Bacteria; F 
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692312 Bacteria_16S 
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Firmicutes; Bacil 
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orientis strain D 
Bacteria; Firmicu 
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pseudalcaliphilus 
pseudalcaliphilus 


692312 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
700774 700889 3 118 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
702258 702373 3 118 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
959577 959688 3 114 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
1034525 1034634 3 114 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1244687 1244798 3 114 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1341461 1341572 3 114 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1693170 1693281 3 114 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1800987 1801102 3 118 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
2047957 2048072 3 118 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
2713868 2713914 71 118 gi 
ribosomal RNA, partial sequence 

eltaproteobacteria; Myxococcales; 
2730697 2730743 71 118 

ribosomal RNA, partial sequence 

eltaproteobacteria; Myxococcales; 
2983867 2983982 3 118 

bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3088418 3088464 71 118 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3154534 3154645 3 114 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3534782 3534893 3 114 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3537907 3538018 3 114 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
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ref 
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71 1035187 Aneur 
lus group; Aneu 
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1243915 12454 
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Desulfosporosin 
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NR_028887.1 
2 Paenibacillus 


NR_028886.1 


9 Paenibacillus 


NR_028707.1 


NR_028657.1 


NR_025125.1 


NR_027603.1 


NR_025551.1 


NR_025474.1 


NR_025299.1 


07 Paenibacillus 


NR_024807.1 
15 Enhygromyxa salina Bacteria; 


NR_024795.1 
NR_026526.1 
83 Bacillus vedderi Bacteria; 


NR_026455.1 


NR_026411.1 


3361158 3361268 3 113 gi|219846676|ref|NR_026268.1 
DSM 20408 16S ribosomal RNA, partial sequence 3360383 336190 
ia; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 
388178 388295 1 118 gi|265678796|ref|NR_029101.1 
ribosomal RNA, partial sequence 387448 38884 
ridia; Clostridiales; Veillonellaceae; Veillonella. 
726595 726648 1 54 gi|265678564|ref|NR_028868.1 
ribosomal RNA, partial sequence 725825 727319 Succinispira 
ridia; Clostridiales; Veillonellaceae; Succinispira. 
1883541 1883654 1 114 gi| 219878277 |ref|NR_025416.1 
6S ribosomal RNA, partial sequence 1882756 18842 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

2011656 2011697 1 42 gi|219878188|ref|NR_025327.1 
ribosomal RNA, partial sequence 2010901 2012404 Planctomyces 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyc 

2403187 2403304 1 118 gi|219857458|ref|NR_025046.1 

16S ribosomal RNA, partial sequence 2402423 2403914 Veillo 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

1566697 1566745 3 51 gi|219846058|ref|NR_025648.1 
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3 


NR_026143.1 
44 Bacillus gibsonii Bacteria; 


NR_026142.1 
3538695 3540215 Bacillus agaradhaerens Bacteria; 


Marinococcus 
2 Marinococcus 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Succinispira mobilis 


mobilis Bacteria; 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Planctomyces maris 


maris Bacteria; 


es. 
Veillonella criceti 
nella criceti Bacteria; 


Leptotrichia shahii 


shahii Bacteria; 


Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Bacillus 
Bacillus 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Desulfitobacterium 
itobacterium hafniense 
acterium. 
Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Paenibacillus 
acillus stellifer 


Paenibacillus borealis 
borealis Bacteria; 


Enhygromyxa salina 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Bacillus vedderi 


Natronincola 
0 Natronincola 
Natronincola. 
Desulfosporosinus 
osporosinus orientis 
s. 

Bacillus 
4 Bacillus 


Bacillus gibsonii 


Bacillus agaradhaerens 


692312 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


692312 Bacteria_16S 


chlororespirans s 
chlororespirans B 


692312 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


692312 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


692312 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


692312 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


692312 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


692312 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


692312 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


692312 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; Clost 


692312 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


692312 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; Clost 


692312 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


692312 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


692312 Bacteria_16S 


JMM-4 16S ribosom 
Bacillales; Bacil 


692312 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


692312 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


692312 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


3542605 3542716 3 114 


gi 
lales; Bacillaceae; Bacillus. 

3685583 3685694 3 114 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
102200 102310 3 114 gi 
strain L420-91 16S ribosomal RNA, part 
Bacteria; Firmicutes; Bacillales; Paen 


204438 204476 1 39 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
693298 693336 1 39 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
1087317 1087427 3 113 gi 
1 RNA, complete sequence 
laceae; Bacillus. 
1123819 1123860 71 113 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1156908 1156962 3 57 gi 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1200811 1200861 1 51 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1748128 1748166 1 39 gi 


gi 


ridia; Clostridiales; Veillonellaceae; 
1842395 1842505 3 113 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2560400 2560450 1 51 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2726033 2726143 3 113 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2769287 2769397 3 113 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3203257 32033711 114 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
3304899 3304940 71 113 gi 


gi 


gi 


gi 


bacillales; Lactobacillaceae; Lactobac 
3306439 3306480 71 113 gi 


Lactobac 
gi 


bacillales; Lactobacillaceae; 


3374744 3374782 1 39 


Halobacteroida 
113 gi 


ridia; Halanaerobiales; 
3544159 3544269 3 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
4221661 4221771 3 113 
al RNA, partial sequence 
laceae; Anaerobacillus. 
549280 549333 1 54 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
643405 643518 1 114 gi 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
694797 694838 1 42 gi 
in DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; Plancto 


gi 


gi 


692312 Bacteria_16S 


subterraneus stra 


802075 802188 1 
in C21 16S ribosomal RNA, 


114 gi 
complete seq 


6S ribosomal RNA, partial sequence 3541838 35433 


692571 69404 


1086532 1088056 Bacil 


1122944 11244 


6S ribosomal RNA, partial sequence 1747351 17488 


Megamonas. 


1841624 18431 


2559665 25611 


2725265 27267 


2768556 27700 


3202501 32039 


6S ribosomal RNA, partial sequence 3304055 33055 


6S ribosomal RNA, partial sequence 3305595 33071 


6S ribosomal RNA, partial sequence 3374001 33754 


complete sequence 3543393 35448 


4220889 4222400 Bacil 


548509 55004 


642624 644123 Sporo 


219846548 


219846447 
sequence 

ridiales; 
265678995 
ial sequen 
ibacillace 


265678927 
sequence 
tyoglomace 

265678587 


nctomyceta 
265678318 


224581425 


illus. 

228721492 
nce 11561 
bacteriace 
228715386 
ce 12000 
es; Synerg 
219878375 


219878307 


219857337 


ae; Aminob 
219857170 


219857138 


219846786 


s 
219846718 


illus. 
219846717 


illus. 
219846667 


ceae; Oren 
219846547 


219846060 


265678686 


poromusa. 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


ref|NR_026038.1| Desulfitobacterium 
3684807 3686313 Desulfitobacterium 

Peptococcaceae; Desulfitobacterium. 

ref |NR_029303.1| Aneurinibacillus 

ce 101441 102925 Aneurinibacillus 

ae; Aneurinibacillus group; 

ref |NR_029235.1| Dictyoglomus 
203662 205201 Dictyoglomus 

ae; Dictyoglomus. 

ref|NR_028892.1| Isosphaera pallida 

0 Isosphaera pallida Bacteria; 

ceae; Isosphaera. 

ref|NR_028620.1| Bacillus akibai strain 


lus akibai Bacteria; Firmicutes; 


ref|NR_027206.1 
63 Lactobacillus 


Lactobacillus antri 
antri Bacteria; 


Streptobacillus 
obacillus moniliformis 
lus. 

Aminobacterium 
acterium colombiense DSM 


ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminobacterium. 
ref|NR_025514.1| Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 


ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 
acterium. 

ref|NR_024798.1| Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


ref|NR_024766.1| Bacillus okuhidensis 
07 Bacillus okuhidensis Bacteria; 


ref |NR_026378.1| Sporomusa silvacetica 
81 Sporomusa silvacetica Bacteria; 
ref|NR_026310.1| Lactobacillus panis 


44 Lactobacillus panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 
ia. 
ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


ref 
lus 


NR_025650.1 
mMacyae Bacte 


Bacillus macyae strain 
ria; Firmicutes; 


ref|NR_028991.1| Sporomusa aerivorans 
4 Sporomusa aerivorans Bacteria; 


Sporomusa. 
265678622|ref|NR_028927.1| Sporomusa ovata strain 
musa ovata Bacteria; Firmicutes; 

265678586 |ref|NR_028891.1| Planctomyces 

sequence 694091 695537 Planctomyces 
mycetacia; Planctomycetales; Planctomycetaceae; 
265678511|ref|NR_028814.1| Thermaerobacter 
uence 801287 802838 Thermaerobacter 


subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


692312 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


692312 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


692312 Bacteria_16S 


decolorationis st 
decolorationis Ba 


692312 Bacteria_16S 


strain DSM 2875 1 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

692312 Bacteria_16S 2140821 2140874 1 54 gi|219857641|ref|NR_025230.1 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 214009 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
692312 Bacteria_16S 2757333 2757446 1 114 gi|219857148|ref|NR_024776.1 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 275805 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Fami 
Thermaerobacter. 

692312 Bacteria_16S 2904903 2905016 1 114 gi| 219856853 |ref|NR_024672.1 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 290561 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family 
Thermaerobacter. 

692312 Bacteria_16S 3008206 3008243 2 39 gi|219846918|ref|NR_026510.1 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 300750 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

692312 Bacteria_16S 3219891 3219944 3 56 gi|219846774|ref|NR_026366.1 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprot 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; C 
692312 Bacteria_16S 3230396 3230449 3 56 gi| 219846767 |ref|NR_026359.1 


strain DSM 10022 
Firmicutes; Clost 


692312 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


692312 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


692312 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain PV1 16S ri 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

692312 Bacteria_16S 315590 315629 78 118 gi|265678850|ref|NR_029155.1 
strain 2678 16S ribosomal RNA, partial sequence 314818 31623 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
group. 

692312 Bacteria_16S 317054 317093 78 118 gi| 265678849 |ref|NR_029154.1 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Ricket 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

692312 Bacteria_16S 329240 329288 3 51 gi| 265678841 |ref|NR_029146.1 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Sedimentibacter. 

692312 Bacteria_16S 364014 364053 78 118 gi|265678812|ref|NR_029117.1 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenyl 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
692312 Bacteria_16S 453084 453123 78 118 gi| 265678752 |ref|NR_029057.1 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 

Firmicutes; Bacillales; Macrococcus. 


692312 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


692312 Bacteria_16S 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 


silvestris Bacter 


805097 805150 1 54 gi 


ridia; Clostridiales; Veillonellaceae; 
1565164 1565201 3 40 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1802555 1802608 3 56 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1881965 1882078 1 114 gi 


ue 
er 


ia 
ac 


ridia; Clostridiales; Clostridiales Fami 
3365768 3365821 3 56 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3527229 3527282 3 56 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 
3585217 35852701 54 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
4070845 4070898 1 54 gi 
bosomal RNA, partial sequence 


ti 
ri 


et 
id 


en 
ne 


265678509 
16S ribosomal RNA, partial sequence 804384 80579 
Anaeroglo 
219846059 


219878334 


219878278 
6S ribosomal RNA, partial sequence 1881182 18827 


16S ribosomal RNA, partial sequence 3229651 32311 


219846673 


219846558 


219846519 


219846172 
4070099 40715 


ref 


bus. 
ref 
nce 

iales; Fusob 
ref 
1 sequen 
eae; Bacillu 
ref 


ly XI. Incer 
ref 
nce 
Clos 


ref 


al seque 
diales; 


e sequen 
iales; Clost 
ref 
ce 35844 
llaceae; Pha 


ref 


454683 454722 78 118 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 
502157 502196 78 118 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
731152 731191 78 118 


gi 


gi 


gi 


ia; Firmicutes; Bacillales; Planococcace 


265678751 
453819 45536 


265678717 
501307 50281 


265678561 


ref 


ref 


1564412 156589 


ce 1801788 180329 


30 Peptoniphilus 


ce 3526458 35279 


36 3585946 Phasc 


NR_028812.1 


NR_025649.1 


acteriaceae; 
NR_025473.1 


Ss. 
NR_025417.1 


tae Sedis; P 
NR_026265.1 

336503 
tridiaceae; 
NR_026150.1 


6 
ridiaceae; C 
NR_026111.1 
° 
scolarctobac 
NR_025762.1 


NR_029056.1 


NR_029022.1 


ref 


ae; Solibaci 


Incertae Sedis; 


Anaeroglobus geminatus 


1 Anaeroglobus geminatus Bacteria; 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Bacillus 
0 Bacillus 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Halospirulina 
4 3008891 Halospirulina 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Caloramator 
4 3366453 Caloramator 
Caloramator. 
Clostridium 
8 Clostridium 
lostridium. 
Phascolarctobacterium 
larctobacterium faecium 
terium. 
Veillonella caviae 


00 Veillonella caviae Bacteria; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


NR_028865.1 


llus. 


Solibacillus 


730321 731827 Solibacillus 


692312 Bacteria_16S 869077 869125 3 51 gi|265678466|ref|NR_028769.1 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichi 
692312 Bacteria_16S 1022325 1022373 3 Si gi| 265678363 |ref|NR_028665.1 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 102306 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcu 
692312 Bacteria_16S 1129756 1129795 78 118 gi|253680770|ref|NR_028018.1 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 
692312 Bacteria_16S 1150910 1150949 78 118 gi|253680756|ref|NR_028004.1 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalas 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillacea 
692312 Bacteria_16S 1315508 1315547 78 118 gi|228716557|ref|NR_027552.1 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 131617 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
692312 Bacteria_16S 1318619 1318658 78 118 gi| 228715349 |ref|NR_027521.1 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
692312 Bacteria_16S 1433894 1433933 78 118 gi|224581433|ref|NR_027215.1 
strain GD521 16S ribosomal RNA, partial sequence 1433051 14345 
Firmicutes; Bacillales; Staphylococcus. 
692312 Bacteria_16S 1513991 1514030 78 118 gi|219878119|ref|NR_025258.1 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 15146 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
692312 Bacteria_16S 1767803 1767851 3 51 gi| 219878359 |ref|NR_025498.1 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedime 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 
Sedimentibacter. 
692312 Bacteria_16S 1885121 1885173 1 53 gi|219878276|ref|NR_025415.1 


strain DSM 3132 1 
Firmicutes; Clost 


692312 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


692312 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


692312 Bacteria_16S 
16S ribosomal RNA, partial sequence 1911333 19128 


strain DSM 12654 


ridia; 


1891354 1891393 78 118 


Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

692312 Bacteria_16S 2022056 2022095 78 118 gi|219878181|ref|NR_025320.1 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulob 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
692312 Bacteria_16S 2023545 2023584 78 118 gi|219878180|ref|NR_025319.1 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulob 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobact 
692312 Bacteria_16S 2124286 2124325 78 118 gi|219857652|ref|NR_025241.1 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 21249 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 2125842 2125881 78 118 gi|219857651|ref|NR_025240.1 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 21265 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 2507837 2507876 78 118 gi|219857372|ref|NR_024960.1 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermo 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacte 

692312 Bacteria_16S 2551233 2551272 78 118 gi| 219857343 |ref|NR_024931.1 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 255039 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillu 
692312 Bacteria_16S 2712433 2712472 78 118 gi|219857180|ref|NR_024808.1 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 27129 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 2871333 2871372 78 118 gi| 219856877 |ref|NR_024696.1 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 28720 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 2876075 2876114 78 118 gi|219856874|ref|NR_024693.1 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 28767 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 2879221 2879260 78 118 gi|219856872|ref|NR_024691.1 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridiales; Veillonellaceae; 


Sporomusa 


gi|219878270 


16S ribosomal RNA, partial sequence 1890504 18919 


lales; Bacillaceae; Bacillus. 

1892875 1892914 78 118 gi| 219878269 |ref|NR_025408.1 
train DSM 11706 16S ribosomal RNA, partial sequence 189204 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1912165 1912204 78 118 gi| 219878255 |ref|NR_025394.1 


ref |NR_025409.1 


21 Ureibacillus 


Yr. 


Leptotrichia 

Leptotrichia 
a. 

Streptococcus 
0 Streptococcus 


Ss. 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 
Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Bacillus subtilis 
3 Bacillus subtilis 


Staphylococcus 
1317758 1319249 
Staphylococcus. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Ureibacillus terrenus 


terrenus Bacteria; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 
Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Thermohalobacter 
halobacter berrensis 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 
Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 


IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 


Bacillales; Bacil 


laceae; Bacillus. 


AGACGGTCGGAGAGGGTAGCGGAATTTCCGGAGTAGCGGTGAAATGCGCAGATACCGGAAGGAACGCCAATAGCGAAAGCAGCTACCTGGACGATTTGTGACGCT 
GAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGAGTGCTGGGTGTCCGACATCTGTTGGGTGCCGTAGCTAACG 
CGTTAAGCACGCCACCTGGGAAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GCAGAACCTTACCAGGTCTTGACATCCACGGAACCCTGGTGAAAGCCGGGGGTGCCCGCAAGGGAGCCGTGAGACAGGTGCTGCATGGTCGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTGCTAGTTGCCATCAGTTCGGCTGGGCACTCTAGCGAGACTGCCTACGAAAGTAGGAGGAAG 
GCGGGGATGACGTCTGATCCGCATGGCCCTTACGACCTGGGCGACACACGTGCTACAATGCCTGCCACAAAGCGCTGCGACCCGGTAACGGGAAGCCAATCGCAC 
AAAAGCAGGCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCAAGCCATGGGAGTGGGTTTTGCCTGAAGTCGCCGGGNGCCACAGGCAGGCGCCTAGGGTAAGGCTCATGACTGGGGCTAAGTCGTAAC 
AAGGTNNCTGTACCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAACACATGCAAGTCGAACGGAGTTAAGAAAAA 
AGTTTACTTTTTACTTAACTTAGTGGCGGACGGGTGAGTAACGCGTGGATAATCTGCCTGTAAGACAGGAATAACGCCGGGAAACCGGTGCTAATACCGGATAAC 
CTCTTTTTATCGCATGGTGAAAAGAGAAAAGGTGGCCTCTTTACAATGCTGCCGCTTACAGATGAATCCGCGTCCCATTAGCCAGTTGGTGGGGTAACGGCCCAC 
CAAAGCGACGATGGGTAGCCGGCCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATG 
GGCGAAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGTCTTCGGATTGTAAAGCTCTGTGACATTGGACGAACAGATTTCTTGTAAACAGCAAGGAAAAAT 
GACGGTACAATAAGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAACGTTGTCCGGAATTACTGGGCGTAAAGGGCGAGTAGG 
TGGTTTATTAAGTCAGAAGTGAAAACTCCGGGCTCAACCTGGAGACTGCTTCTGAAACTGGTAGACTTGAGTGCAGGAGAGGGAAGTGGAATTCCTAGTGTAGCG 
GTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGCCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGGTATCGACCCCCTCGGTGCCACAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGGTCGC 
AAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCCCGTGA 
CCGCTGTGGAAACATGGTCTTGCAAGTTTACTTGCACACGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTCAAGTCCCGCAACGA 
GCGCAACCCCTACAGCCAGTTGCCAGCACATAGAGGTGGGAACTCTGGCAGAACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGTCTTGGGCTACACACGTACTACAATGGCCTGAACAGAGGGAAGCGAAACTGTGAAGTAGAGCCAACCCCTAAAAACAGGTCCCAGTTCGGATTGTAGGC 
TGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAG 
TCGGCAACACCCGAAGCCGGTGACTTAACTCGCAAGAGAGAGAGCCGTCGAAGGTGGGGTCGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGT 
GCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTC 
GAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTCAGCTTCGGGATAACTCCGGGAAACCGGGGCTAATACCG 
GATATTCATTGTCTGCCGCATGGTGGGTGGTGGAAAGTTTTTTCGGCTGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGTC 
GACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGC 
CTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAATGTAGACGGTACCTGTAGAAGAAGCACCGGCCAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGAATGTGAAAACCCGGGGCT 
CAACTCCGGGCTTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGGACTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAG 
GTGTGGGGGTCCTTCCACGATCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACGGGAAAGTTCCAGAGATGGTTCCCCCGCAAGGTCCG 
TGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTGATGGTGGG 
GACTCATAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTAC 
AAAGGGCTGCGAAACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGC 
AGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCTCAACCCCTTGTGGG 
GAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNCGCTGGCGGCGTGCCTAAGACATGCAAGTCGAACGGGCCTGATTCGTCAGGCCAGTGGCGGACGGGTGAGTAACACGTGGGTGATCTACCCCA 
AAGTCTGGGACAACTAGGGGAAACCTTAGCTAATCCCGGATGGTGAGGCTTCTCCTGTGAAGTCTCTAAAGATTTATCGCTTTGGGATGAGCCCGCGGCGCATCA 
GCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGCGTAGCTGGTCTGAGAGGACGACCAGCCACAGGAGCACTGAGACACGGGCTCCACTCCTACGGGAGG 
CAGCAGTTAGGAATCTTCGTCAATGGGCGAAAGCCTGAACGAGCGACGCCGCTTGAGGGACGAAGCCCTTCGGGGTGTAAACCTCTGAACAGGGGACGATGATGA 
CGGTACCCTGCTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGG 
TTTTCTAAGTCCGGGGCTAAAGACCAGGGCTCAACCCTGGGTTTGCCTTGGATACTGGAAAGCTCGACGGCTGGAGGGGGCAGCGGAATTTCCGGAGTAGCGGTG 
AAATGCGCAGATACCGGAAGGAACGCCAATAGCGAAGGCAGCTGCCTGGACAGTACGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCG 
GGTAGTCCACGCCCTAAACGATGAGTGCTGGGTGTCCGGCGAAAGCCGGGTGCCGAAGCTAACGCGTTAAGCACTCCGCCTGGGAAGTACGGTCGCAAGACTGAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGGAACGCGAAGAACCTTACCAGGCCTTGACATCCTAGGAACCCTGATG 
AAAGTCGGGGGTGCCCGCAAGGGAACCTAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTCCTTAGTTGCTAACGGGTAAGCCGAGCTCTCTAGGGAGACTGCCCGCGAAAGCGGGAGGAAGGCGGGGATGACGTCTAGTCCGCATGGCCCTTACGGCCTGGG 
CGACACACGTGCTACAATGCCCGGCACAGAGCGCTGCCACATCGCAAGATGGAGCTAATCGCCTAAATCCGGGCTCAGTTCGGATTGGGGTCTGCAACCCGACCC 
CATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGTCCGTCACGCCATGGGAGTGGGTTTCACCT 
GAAGTCGCTGGGAGCCACAGGCAGGCGCCGAGGGTGGGGCTCATGACTGGGGCGAAGTCGTAACAAGGTAGGTGTACCGNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGACGATTGAAAGCTTGCTTTTGAAAGTCGAGTGCCAAACGG 
GTGAGTAACGCGTAGACAACCTNCCGTAAACATGGGGACAACAGTCCGAAAGGACTGCTAATACCGAATGTTGTGGAACTTCCGCATGGGAGCTCNACTAAAGAT 
GGCCTCTACTTGTAAGCTATCGCTTTACGATGGGTCTGCGTCTGATTAGCTAGTTGGTGGGGTAANGGCTTACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGA 
TGAACGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAG 
TGAAGAAGGGTTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTCCAATGACGGTACCTGACGAGGAAGCCACGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGCAGGCGGGAGNTCAAGTCTATCTTAAAAGTGCGGGG 
CTCAACCCCGTGAGGGGATGGAAACTGGTCTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT 
GGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTA 
GGTGTAGGAGGTATCGACCCCTCCTGTGCCGGAGTTAACGCAATAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATTGAGTGAAAGAGCTAGAGATAGCTCCCTCTCTTCGGAGAC 
ACGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTANGTCCCGCAACGAGCGCANCCCCTATCCTTTGTTGNCAGCACNTAATGGT 
GGGAACTCAAAGGAGACTGCCGCGGACAACGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTNCTACAATGGGATG 
GACAGAGAGCAGCGAAGCCGCGAGGNCAAGCGAACCCCATAAACCATCTCCCAGTTCGGATTGCAGGCTGCAACCCGCCTGCATGAAGTTGGAATCGCTAGTAAT 
CGCAGGTCAGCATACTGCGGTGAATACGTNCCCGGGCCTTGTACACACCGCCCGTCACACCACGGAAGTCATTCACACCCGAAGCCGGCAGGCTAACCGCAAGGA 
GGCAGCCGTCTAAGGTGGGGGCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGCAGCAATGCTCGAGTGGCGAACGGGTGAGTAATACATAA 
GTAACCTGCCCTAGACAGGGGGATAACTGCTGGAAACGGCAGCTAAGACCGCATAGGTATGGACACTGCATGGTGACCATATTAAAATGCCAAGGCACTGGTAGA 
GGATGGACTTATGGCGCATTAGCTGGTTGGTGAGGTAACAGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAAGGAAGAAGGAATTCGTTCTGTAAACTT 
CTGTTATAAAGGAAGAACGGCGGATATAGGGAATGATATCCGAGTGACGGTACTTTATGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGGGAGCAGGCGGCGGCAGAGGTCTGTGGTGAAAGACTGAAGCTTAACTTCAGTAAGCCATAGAAACCGG 
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692312 Bacteria_16S 2882340 2882379 78 118 gi|219856870|ref|NR_024689.1 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 28830 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 2914232 2914271 78 118 gi| 219856847 |ref|NR_024666.1 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 291486 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

692312 Bacteria_16S 2929322 2929361 78 118 gi| 219856837 |ref|NR_024656.1 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 
692312 Bacteria_16S 2976224 2976272 3 SL gi|219846939|ref|NR_026531.1 
strain BS 16S ribosomal RNA, partial sequence 2975480 29769 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 3026299 3026338 78 118 gi|219846906|ref|NR_026498.1 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenyl 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
692312 Bacteria_16S 3067417 3067456 78 118 gi| 219846877 |ref|NR_026469.1 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 30679 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

692312 Bacteria_16S 3536425 3536464 78 118 gi|219846552|ref|NR_026144.1 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 35370 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 3545791 3545830 78 118 gi|219846546|ref|NR_026138.1 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 35464 

Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 3679682 3679721 78 118 gi|219846451|ref|NR_026042.1 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 368032 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricke 
Rickettsia; spotted fever group. 

692312 Bacteria_16S 3781402 3781441 78 118 gi|219846376|ref|NR_025967.1 
strain RB 16S ribosomal RNA, partial sequence 3780594 37820 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

692312 Bacteria_16S 3846546 3846585 78 118 gi|219846331|ref|NR_025921.1 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 384718 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricket 
Rickettsia; spotted fever group. 

692312 Bacteria_16S 3848036 3848075 78 118 gi|219846330|ref|NR_025920.1 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Ricket 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Ric 
spotted fever group. 

692312 Bacteria_16S 3849526 3849565 78 118 gi|219846329|ref|NR_025919.1 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 38501 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

692312 Bacteria_16S 3935040 3935079 78 118 gi|219846270|ref|NR_025860.1 
strain Karp 16S ribosomal RNA, partial sequence 3934247 39357 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
692312 Bacteria_16S 91283 91318 1 36 gi|265679002|ref|NR_029310.1 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

692312 Bacteria_16S 106756 106791 1 36 gi| 265678991 |ref|NR_029299.1 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
692312 Bacteria_16S 150896 150942 71 118 gi|265678962|ref|NR_029270.1 
strain W6 16S ribosomal RNA, partial sequence 150066 15156 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 347716 347831 3 118 gi| 265678826 |ref|NR_029131.1 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
692312 Bacteria_16S 432984 433099 3 118 gi|265678766|ref|NR_029071.1 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

692312 Bacteria_16S 676662 676713 3 54 gi| 265678598 |ref|NR_028903.1 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

692312 Bacteria_16S 762045 762160 3 118 gi| 265678538 |ref|NR_028842.1 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
692312 Bacteria_16S 765174 765285 3 114 gi|265678536|ref|NR_028840.1 
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764385 765927 Mitsuokella jalaludinii 
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692312 Bacteria_16S 
somal RNA, partial sequence 1162257 1163688 Meiot 
Deinococcus-Thermus; 
692312 Bacteria_16S 


DSM 9946 16S ribo 


DSM 20544 16S rib 
Bacteria; Firmicu 
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1149480 1149526 71 118 gi| 253680757 |ref|NR_028005.1 
ribosomal RNA, partial sequence 1148654 11501 
Deferribacterales; Deferribacteraceae; Geovibrio. 

1163030 1163076 71 118 gi|228720981|ref|NR_027600.1 
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1223490 1223536 71 118 gi|219878346|ref|NR_025485.1 
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1255110 1255225 3 118 gi|219857194|ref|NR_024822.1 
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799026 799072 71 118 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 
891517 891552 1 36 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
1081313 1081359 71 118 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
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Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

692312 Bacteria_16S 2225535 2225650 3 118 gi|219857582|ref|NR_025170.1 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 222627 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
692312 Bacteria_16S 2227096 2227211 3 118 gi| 219857581 |ref|NR_025169.1 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

692312 Bacteria_16S 2316915 2317030 3 118 gi|219857518|ref|NR_025106.1 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 231753 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
692312 Bacteria_16S 2345565 2345680 3 118 gi| 219857497 |ref|NR_025085.1 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

692312 Bacteria_16S 2548154 2548265 3 114 gi| 219857345 |ref|NR_024933.1 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulf 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinu 
692312 Bacteria_16S 2565023 2565069 71 118 gi|219857291|ref|NR_024922.1 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 256570 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
692312 Bacteria_16S 2643391 2643506 3 118 gi|219857229|ref|NR_024857.1 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 264413 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
692312 Bacteria_16S 2706524 2706566 71 114 gi|219857184|ref|NR_024812.1 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 270719 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae § 
692312 Bacteria_16S 2739554 2739605 3 54 gi|219857161|ref|NR_024789.1 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermo 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; T 
692312 Bacteria_16S 2778505 2778620 3 118 gi|219857131|ref|NR_024759.1 


glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


Paenibacillus 


2777747 2779208 Paenibacillus 


692312 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


tes; 


692312 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


692312 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


tes; 


692312 Bacteria_16S 


strain SG3902 16S 
Firmicutes; Clost 


692312 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


692312 Bacteria_16S 


salinarius strain 
salinarius Bacter 


ia; 


692312 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


692312 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


a; 


692312 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


692312 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


ria; 


692312 Bacteria_16S 


succinivorans str 
succinivorans Bac 


692312 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


692312 Bacteria_16S 


amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


692312 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


692312 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


692312 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


ibos 
ridi 


692312 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


a; 


692312 Bacteria_16S 


oligofermentans s 
oligofermentans B 


692312 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


baci 


692312 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


ia; 


692312 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


a; F 


692312 Bacteria_16S 


montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 


bacillales; 


6S ribosomal RNA, 
lales; 


lales; 


bacillales; 


teria; 


ridia; 


acteria; 


2789119 2789234 3 


Bacillales; 
2795003 2795049 71 


Firmicutes; 
3002204 3002319 3 


Bacillales; 
3017328 3017363 1 


Halanaerobiales; 
3064494 3064536 71 
3130421 3130456 1 


Firmicutes; 
3247196 3247311 3 


Firmicutes; 
3373225 3373260 1 
3541048 3541159 3 

Bacillaceae; 
4105551 4105666 3 


4117709 4117751 71 


4183789 4183835 71 


Firmicutes; 


70405 70443 1 


Firmicutes; 


92897 92938 71 


ain PAL-1 16S ribosomal RNA, 
teria; 


Deferribacteres; 
122145 122195 3 


acteria; Deltaproteobacteria; 


212214 212327 3 


Clostridiales; 
244488 244526 1 


323074 323112 1 
omal RNA, 
a; Halanaerobiales; 

412984 413025 71 


Kx156A7 16S ribosomal RNA, 
Firmicutes; 


456238 456279 71 


Firmicutes; 
472904 472941 75 


llales; Weissella. 
497445 497486 71 


M512/02/1 16S ribosomal RNA, 


Firmicutes; 
512789 512830 71 


irmicutes; 
766709 766747 1 


Clostridia; 


Clostridia; 


n TB 16S ribosomal RNA, partial sequen 
rain SAGM1 16S ribosomal RNA, partial 
cteria; 
n BT2 16S ribosomal RNA, partial seque 
ribosomal RNA, partial sequence 
ridia; 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptococcaceae; 


SG3903 16S ribosomal RNA, partial seque 
Clostridia; 


in DSM 10349 16S ribosomal RNA, partia 
eria; 


DSM 6640 16S ribosomal RNA, partial se 
Firmicutes; 


Streptococcus. 
36 gi| 219846835 |ref|NR_026427.1 
nce 3129667 313104 
Halanaerobiales; Halobacteroidaceae; 
118 gi|219846756|ref|NR_026348.1 
1 sequence 3246473 324794 
Clostridiales; Peptococcaceae; Des 
36 gi|219846668|ref|NR_026260.1 
quence 3372496 337395 
Halanaerobiales; Halobacteroidaceae; 
114 gi|219846549|ref|NR_026141.1 


complete sequence 3540266 35417 
Bacillus. 


S ribosomal RNA, partial sequence 
Paenibacillaceae; 


ibosomal RNA, partial sequence 
Streptococcaceae; 


n SC 562 16S ribosomal RNA, partial se 
Clostridia; 


ain S1-1 16S ribosomal RNA, partial se 
Clostridia; 


S ribosomal RNA, partial sequence 
ridia; 


118 gi|219846149 
4104804 41063 
Paenibacillus. 

114 gi| 219846139 

4116858 41183 
Streptococcus. 

118 gi|219846088 
quence 

Clostridiales; Pept 

39 gi| 265679017 
quence 

Clostridiales; Ve 

113 gi| 265679001 

complete sequence 

Deferribacterales; Defer 

53 gi| 265678981 

ce 12137 

Syntrophobacterale 

118 gi| 265678921 

211461 21296 

Clostridiaceae; Clostridiu 

39 gi| 265678899 

243690 24511 


ibosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


39 


complete sequence 
Halanaerobiace 


113 


113 


train 2-4 16S ribosomal RNA, partial s 
Lactobacillales; 


113 


ribosomal RNA, partial sequence 


113 


113 


CCUG 47156 16S ribosomal RNA, partial 
Lactobacillales; 


39 


complete se 
Lactobacillales; 


partial 
Lactobacillales; 


Megasphae 
gi| 265678845 
322285 32381 
ae; Haloth 
265678779 
quence 

acillaceae 
265678747 
equence 

Streptococ 
gi| 265678736 
472041 47353 


gi 


Lactob 
gi 


265678720 
sequence 
tococcacea 
265678710 
sequence 
ococcaceae 


gi 


Strep 
gi 


Strept 


ref 


gi|265678535 


27 Streptococcus 


11 Paenibacillus 


NR_025739.1 


118 gi|219857124|ref|NR_024752.1| Paenibacillus 
ce 2788365 2789727 Paenibacillus koleovorans 
Paenibacillaceae; Paenibacillus. 
118 gi|219857120|ref|NR_024748.1| Alkaliphilus 
sequence 2794179 2795571 Alkaliphilus 
Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 
118 gi|219846922|ref|NR_026514.1| Brevibacillus 
nce 3001433 3002946 Brevibacillus thermoruber 
Paenibacillaceae; Brevibacillus. 
36 gi|219846912|ref|NR_026504.1| Orenia salinaria 
3016582 3017918 Orenia salinaria Bacteria; 
Halobacteroidaceae; Orenia. 
114 gi|219846879|ref|NR_026471.1| Streptococcus ovis 


ovis Bacteria; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


ref|NR_025729.1| Streptococcus minor 
54 Streptococcus minor Bacteria; 
ref|NR_025678.1| Tepidibacter 
4183005 4184408 Tepidibacter 
ostreptococcaceae; Tepidibacter. 
ref |NR_029325.1| Schwartzia 
69637 71125 Schwartzia 
illonellaceae; Schwartzia. 
ref |NR_029309.1| Geovibrio 
92051 93594  Geovibrio 
ribacteraceae; Geovibrio. 
ref|NR_029289.1| Desulforhabdus 
3. 122854 Desulforhabdus amnigena 
s; Syntrophobacteraceae; Desulforhabdus. 
ref|NR_029229.1| Clostridium baratii 
8 Clostridium baratii Bacteria; 
m. 
ref|NR_029207.1| Megasphaera elsdenii 
5 Megasphaera elsdenii Bacteria; 
ra. 
ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 
ref|NR_029084.1| Lactobacillus 
412124 413673 Lactobacillus 
; Lactobacillus. 
ref|NR_029052.1] Streptococcus 
455417 456926 Streptococcus 
caceae; Streptococcus. 
ref|NR_029041.1| Weissella koreensis 
7 Weissella koreensis Bacteria; 
ref|NR_029025.1] Streptococcus 
496622 498127 Streptococcus 
e; Streptococcus. 
ref|NR_029015.1] Streptococcus 
511957 513395 Streptococcus 
; Streptococcus. 
ref |NR_028839.1| Veillonella 
765978 767386 Veillonella 


montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 


692312 Bacteria_16S 772820 772862 3 45 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

692312 Bacteria_16S 776043 776084 71 113 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

692312 Bacteria_16S 808281 808322 71 113 gi| 265678507 |ref|NR_028810.1]| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

692312 Bacteria_16S 828007 828045 1 39 gi|265678494|ref|NR_028797.1| Selenomonas infelix 


strain VPI D 75 B-30 16S ribosomal RNA, partial sequenc 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
692312 Bacteria_16S 829583 829621 1 39 gi 


82720 
Selenomon 
265678493 


e 


9 828732 Selen 
as. 
ref 


fo} 


NR_028796.1 


monas infelix Bacteria; 


Selenomonas noxia 


strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

692312 Bacteria_16S 916302 916343 71 113 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
692312 Bacteria_16S 1020841 1020882 71 113 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

692312 Bacteria_16S 1022394 1022435 71 113. gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

692312 Bacteria_16S 1023965 1024006 71 L413 gi|265678362|ref|NR_028664.1| Streptococcus mitis 


strain NS51 16S r 
Lacto 
692312 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
692312 Bacteria_16S 


Firmicutes; 


strain I-273 16S 
Firmicutes; 


acetiphilus DSM 1 
12809 Bacteria; 


Streptococcaceae; 


692312 Bacteria_16S 


subsp. carnosus Ss 


sakei subsp. carn 
692312 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


692312 Bacteria_16S 


saccharolyticum s 


Halanaerobiales; 


692312 Bacteria_16S 
ruminatorw 
rumin 
692312 Bacteria_16S 


subsp. 
equi subsp. 


strain ATCC 19645 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


692312 Bacteria_16S 


strain ATCC 15253 


Lacto 
692312 Bacteria_16S 


D 
692312 Bacteria_16S 
gallinaceus strai 
gallinaceus Bacte 
692312 Bacteria_16S 
dysgalactiae subs 
Streptococcus dysgalactiae subsp. dysga 


1498218 Ha 


ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1060390 1060440 1 51 gi 
cteria; Deinococcus-Thermus; 
1117705 1117746 71 113 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
1196331 1196440 3 


gi 
11 
114 gi 
eferribacteres; Deferribacterales; 
1225003 1225044 71 113 

n CCUG 42692 16S ribos 
ria; Firmicutes; Lactobacillales; 
1323238 1323279 71 113 gi 
p- dysgalactiae strain ATCC 43078 16S 


gi 


Streptococcus. 
1327851 1327892 71 
train CCUG 34545 16S r 
osus Bacteria; Firmicutes; 
1410850 1410891 71 113 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1497502 1497540 1 39 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. 
Halanaerobiaceae; Halanaerobium. 

1609645 1609686 71 113 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; 
1745212 1745253 71 113 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
1752668 1752710 3 45 gi 


113 gi 


lales; Bacillaceae; Bacillus. 

1944276 1944317 71 113 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; 
2021982 2022024 3 45 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023471 2023513 3 45 gi 
16S ribosomal RNA, partial sequence 


1023111 10246 
Streptoc 


rain Tl 16S ribosomal RNA, partial seq 
Deinococc 
Streptoc 


2809 16S ribosomal RNA, partial sequen 
Def 


omal RNA, partia 
Stre 


lactiae Bacteria; 


ibosomal RNA, pa 
Lactobacill 


sac 


Lactobaci 


16S ribosomal RNA, partial sequence 1751903 17534 


Lactobacillaceae 


occus. 

265678337 
uence 

i; Thermal 
265678297 
16890 11182 
occus. 

228715574 
ce 11955 
erribacter 
219878314 
1 sequence 
ptococcace 
228715345 
ribosomal 


219846129 
rtial sequ 
ales; Lact 
224581432 
sequence 

Streptoco 
219846665 
16S riboso 
charolytic 


219878470 
partial se 
llales; St 
219878377 
17443 
occus. 

219878372 


219878232 

19433 
; Lactobac 
219878181 
20212 
terales; C 
219878180 


Firmicutes; 


30 Streptococcus 


ref |NR_028639.1 

1059624 106111 
es; Thermaceae; 
ref |NR_028598.1 
82 Streptococcus 


ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_025453.1 

1224170 122567 
Streptococcu 
NR_027517.1 
partial seq 


ae; 
ref 
RNA, 


ref 
ence 


NR_025719.1 
132699 
obacillaceae; La 
ref|NR_027214.1 
1410019 141148 
ccaceae; Strepto 
ref|NR_026257.1 
mal RNA, complet 
Bacteria; Fir 
ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025511.1 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref |NR_025319.1 


mitis Bacteria; 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 
Streptococcus 
1 Streptococcus 
Ss. 
Streptococcus 
uence 1322385 1323890 


Lactobacillales; 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Streptococcus 
6 Streptococcus 
coccus. 
Halanaerobium 
e sequence 
micutes; 


1496733 
Clostridia; 


Streptococcus equi 

3 1610272 Streptococcus 
Streptococcus. 
Streptococcus ratti 
ococcus ratti Bacteria; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 


2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 


692312 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


692312 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


692312 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


692312 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


692312 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


692312 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


phaeum strain PB 
Firmicutes; Clost 


692312 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


692312 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


692312 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


692312 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


692312 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


692312 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


692312 Bacteria_16S 


saccharolyticum s 


Halanaerobiales; 


692312 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


692312 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


692312 Bacteria_16S 


strain Karp 16S r 


strain OP 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
692312 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


692312 Bacteria_16S 


strain Lhet2 16S ribosomal RNA, partial sequence 3945905 39473 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
692312 Bacteria_16S 3948075 3948129 3 57 gi|219846260 


strain KLB 16S ri 
Proteobacteria; A 


692312 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


Halanaerobium saccharolyticum subsp. 


2259198 2259239 71 113 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2417213 2417254 71 113 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2465643 2465684 71 113 gi 

16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae; 
2507761 2507815 3 57 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2664374 2664415 71 113 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2665936 2665977 71 113 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2841831 2841869 1 39 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2883808 2883846 1 39 gi 


oc 


s 
oc 


ce 
ia 
il 


se 
oc 


ce 


na 


Thermoa 
gi 


ridia; Thermoanaerobacterales; 
2924945 2924986 71 113 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2936764 2936818 3 57 gi 
AIU 301 16S ribosomal RNA, complete s 


ia; Proteobacteria; Alphaproteobacteri 


na 


oc 


a; 


2962520 2962561 71 113 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
3026225 3026267 3 45 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
3229002 3229043 71 113 gi 


gi 


oc 


te 


Clostridiales Fami 


45 gi 


ridia; Clostridiales; 


3231927 3231969 3 
ridia; Clostridiales; Clostridiales Fami 
3376296 3376334 1 39 gi 
ubsp. senegalense strain DSM 7379 16S ri 
Halanaerobiaceae; Halanaerobium. 

3445129 3445167 1 39 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3788805 3788847 3 45 gi 


en 
ne 


ia; Rickettsiales; Anaplasmataceae; Ehrl 
3934966 3935008 3 45 gi 
ibosomal RNA, partial sequence 
ke 
3942229 3942283 3 


osomal RNA, partial sequence 


57 gi 
Ac 
3943690 3943744 3 57 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3946610 3946664 3 57 gi 


nc 
5 a 


bosomal RNA, partial sequence 


lphaproteobacteria; Rhodospirillales; Ac 


219857560 


219857448 


219857406 


219857372 
id 
219857214 
219857213 
219856896 
219856869 


16S ribosomal RNA, partial sequence 2883064 28845 


219856840 
2924131 29254 


219856832 
eq 
219856815 
2961676 29631 
219846906 
219846768 


16S ribosomal RNA, partial sequence 3228194 32296 


219846766 
16S ribosomal RNA, partial sequence 3231181 32326 


219846666 
senegalense Bacteria 
219846613 
219846371 
3788062 3789489 Ehrli 
219846270 
3934247 39357 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


692312 Bacteria_16S 219846264 


3941522 39429 
219846263 


219846261 


3947368 39487 


22583 
cus. 


equence 
24647 
Lactobac 


25070 
iaceae; 


1 sequen 
lales; §S 


quence 
occaceae 


28410 
erobiace 


erobacte 


cus. 


uence 
Rhodosp 


cus. 


30255 
rales; C 
ly XI. I 


ly XI. I 


bosomal 


ce 34443 
llaceae; 


ichia. 


ttsiacea 


etobacte 


e 39429 
llales; 


etobacte 


4102553 4102663 3 113 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


219846151 


occaceae; 


v 


e; 


ref 


ref 


ref 


Lead 


ref 


ref 


ref 


ref 


ref 


2416361 24178 


69 Streptococcus 


2936039 29374 
lales; 


bacteraceae 


tae Sedis; 


tae Sedis; 


partial se 


ciniclastic 


muris Bact 


Rickettsieae 
ae; Acidiph 
obacteracea 


ae; Acidiph 


ae; Acidiph 


NR_025148.1 
45 2259880 Strep 


NR_025036.1 


NR_024651.1 
Acet 


NR_024634.1 
71 Streptococcus 


NR_026498.1 
10 3026975 Pheny 
aulo 
ref |NR_026360.1 
00 Anaerococcus 
ncer 
ref|NR_026358.1 
56 Peptoniphilus 
ncer 
ref 
RNA, 
Firmicutes; 


NR_026258.1 


NR_026205.1 
50 3445854 Succi 
Suc 
ref 
chia 


NR_025962.1 


NR_025860.1 
05 Orientia tsutsugamushi Bacteria; 


NR_025854.1 
34 Acidiphilium 
race 
ref|NR_025853.1 
85 3944397 Acidi 
Acet 
ref|NR_025851.1 
17 Acidiphilium 
race 
ref|NR_025850.1 
80 Acidiphilium 
race 
ref|NR_025741.1 


4101786 4103187 Bacillus patagoniensis Bacteria; 


t 


6 


8 
O° 


1 


v 


A 


P 


q 


n 
u 


e 


v 


i 


Pp 


e 


i 


i 


Streptococcus iniae 
ococcus iniae Bacteria; 


Streptococcus 
5 Streptococcus 


7 Streptococcus. 
ref|NR_024994.1| Lactobacillus mucosae 
63 2466330 Lactobacillus mucosae 
illus. 
ref|NR_024960.1| Thermohalobacter 
00 2508520 Thermohalobacter berrensis 
Thermohalobacter. 
ref|NR_024842.1] Streptococcus 
ce 2663526 2665038 Streptococcus 
treptococcaceae; Streptococcus. 
ref|NR_024841.1] Streptococcus 

2665089 2666548 Streptococcus 
; Streptococcus. 
ref|NR_024715.1| Halanaerobium 
63 2842500 Halanaerobium fermentans 
ae; Halanaerobium. 
ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
raceae; Thermacetogenium. 
ref|NR_024659.1| Streptococcus peroris 


peroris Bacteria; 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Streptococcus porcinus 
porcinus Bacteria; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Anaerococcus octavius 


octavius Bacteria; 


naerococcus. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Halanaerobium 

uence 3375527 3377012 


Clostridia; 


Succiniclasticum 
iclasticum ruminis 
m. 

Ehrlichia muris strain 
ria; Proteobacteria; 


Orientia tsutsugamushi 


Orientia. 
Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidiphilium cryptum 


v 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 


Bacillus patagoniensis 


692312 Bacteria_16S 


marimammalium str 
marimammalium Bac 


692312 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


692312 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


692312 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


692312 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


692312 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


692312 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


692312 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


692312 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


692312 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


692312 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


692312 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


692312 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


692312 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


692312 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


692312 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


692312 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


californiensis st 
californiensis Ba 


osomal RNA, partial sequence 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
585628 585681 3 56 gi 
16S ribosomal RNA, partial sequence 


Thermovibr 


gi 


cales; Desulfurobacteriaceae; 

632617 632670 3 56 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

653879 653932 3 56 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
1049882 1049927 3 48 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1063468 1063521 3 56 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1159925 1159978 3 56 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1630652 1630705 3 56 gi 


Ac 


en 
id 


qu 
ur 


ue 
ac 


, 


692312 Bacteria_16S 


150066 15156 


422881 42442 


265678662 


58488 


lales; Bacillaceae; Bacillus. 
603710 603755 3 48 gi| 265678649 
16S ribosomal RNA, partial sequence 60290 


io. 


265678629 
631874 63335 


etobacte 


265678614 


ce 65316 
iaceae; 


265678345 


ence 
obacteri 


265678335 


nce 
illaceae 


228721485 


11591 
Peptococ 


219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


lales; Bacillaceae; Bacillus. 
1880384 1880437 1 54 gi| 219878279 
FKBS1 16S ribosomal RNA, complete sequence 
ia; Firmicutes; Clostridia; Clostridiales; Veill 
2032424 2032477 3 56 gi| 219878174 
FR-11 16S ribosomal RNA, partial sequence 20316 
tes; Bacillales; Alicyclobacillaceae; Alicycloba 

2051079 2051132 1 54 gi| 219878158 
6S ribosomal RNA, partial sequence 2050314 20518 
ridia; Clostridiales; Veillonellaceae; Anaerosin 

2087807 2087852 3 48 gi|219878131 
m strain BSA 16S ribosomal RNA, partial sequence 
m Bacteria; Aquificae; Aquificales; Desulfurobac 

2095364 2095417 3 56 gi| 219878125 
ribosomal RNA, partial sequence 2094597 20961 
lales; Bacillaceae; Bacillus. 

2104562 2104615 3 56 gi| 219878117 
Z-7981 16S ribosomal RNA, partial sequence 21038 
tes; Clostridia; Clostridiales; Clostridiaceae; 

2237778 2237831 3 56 gi| 219857574 
rain APO 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Clostridia; Clostridiales; C 

2254515 2254568 3 56 gi| 219857563 


4242757 4242798 71 113 gi|219846040|ref|NR_025630.1| Streptococcus 
ain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
teria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
34176 34212 S 39 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
150831 150884 3 56 gi| 265678962 |ref|NR_029270.1| Clostridium litorale 


6 Clostridium litorale Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

152388 152441 3 56 gi|265678961|ref|NR_029269.1| Clostridium 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

155505 155558 3 56 gi|265678959|ref|NR_029267.1| Clostridium 
rain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408208 408253 3 48 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
in HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
eria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

417540 417593 3 56 gi|265678776|ref|NR_029081.1| Tepidibacter 
in DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
eria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

423670 423723 3 56 gi|265678772|ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


ref|NR_028967.1| Bacillus barbaricus 
8 586308 Bacillus barbaricus Bacteria; 
ref|NR_028954.1| Thermovibrio ruber 


5 604369 Thermovibrio ruber Bacteria; 
ref|NR_028934.1| Acetobacterium tundrae 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref|NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref |NR_027608.1 
66 1160688 Desulf 
caceae; Desulfotomaculum. 
ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
a 

Balnearium 
0 Balnearium 
m. 

Alicyclobacillus 
1 Alicyclobacillus 
us. 
Desulfotomaculum 
otomaculum acetoxidans 


ref|NR_025418.1 
1879598 188113 
onellaceae; Prop 
ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
us. 


Propionispora 
1 Propionispora 
ionispora. 
Alicyclobacillus 
lobacillus hesperidum 


ref|NR_025270.1| Desulfurobacterium 
2087053 2088498 Desulfurobacterium 

teriaceae; Desulfurobacterium. 

ref|NR_025264.1| Bacillus hwajinpoensis 

03 Bacillus hwajinpoensis Bacteria; 

ref|NR_025256.1] Anoxynatronum 

27 2105235 Anoxynatronum sibiricum 

Anoxynatronum. 

ref|NR_025162.1| Tindallia 


2237029 223848 
lostridiaceae; T 
ref|NR_025151.1 


3 Tindallia 
indallia. 
Sporanaerobacter 


acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Sporanaerobacter. 


Incertae Sedis; 


692312 Bacteria_16S 


strain BG29 16S r 
Firmicutes; Clost 


692312 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


692312 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


692312 Bacteria_16S 
somal RNA, partial sequence 2514611 2516064 Calor 


strain Z 16S ribo 
Clostridia; Clost 


692312 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


692312 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


692312 Bacteria_16S 


2337906 2337959 3 
ibosomal RNA, partial sequence 
ridia; 


Clostridiales; 


56 


Heliobacteriacea 


gi|219857503 
2337153 23386 
e; 


Helioba 


2339455 2339508 3 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2452004 2452057 3 56 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2515346 2515399 3 56 gi 


56 gi 


ridiales; Clostridiaceae; Caloramator. 
2564958 2565011 3 56 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2706455 2706508 3 56 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2722943 2722996 3 56 gi 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


692312 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


692312 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


692312 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


histidinovorans s 
histidinovorans B 


692312 Bacteria_16S 


strain Z-7934 16S 
Firmicutes; Clost 


692312 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


692312 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


692312 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


692312 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


692312 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


692312 Bacteria_16S 


tes; Bacillales; Alicyclobacillaceae; 

2729123 2729176 3 56 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2785988 2786041 3 56 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2787568 2787621 3 56 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

3088353 3088406 3 56 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3101802 3101855 3 56 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3156122 3156175 3 56 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3241098 3241151 3 56 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
3275777 3275830 3 


Clostridiaceae; 
56 gi 


ridia; Clostridiales; Eubacteriaceae; 

3277296 3277349 3 56 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3278805 3278858 3 56 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3280324 3280377 3 56 gi 


219857502 
quence 

diales; He 
219857418 
1 sequence 
tinomyceta 
219857367 


219857291 
ial sequen 
ridiales; 

219857184 
equence 
les Family 
219857173 
27221 
Alicycloba 
219857168 
quence 
acillaceae 
219857126 
ial sequen 
clobacilla 
219857125 
ce 27867 
Alicycloba 
219846863 
1 sequence 
ridiales; 

219846854 


3101054 31025 


Tindallia. 
219846818 
sequence 
Clostridia 
219846760 


3240430 32418 


Thermobrac 
219846737 


6S ribosomal RNA, partial sequence 3275046 32765 


Acetobacte 
219846736 
equence 

les; Eubac 
219846735 
quence 

es; Eubact 
219846734 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 32810 


Firmicutes; Clost 


692312 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


692312 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


692312 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


692312 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


692312 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


692312 Bacteria_16S 


ridia; Clostridiales; Eubacteriaceae; 

3281843 3281896 3 56 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283367 3283420 3 56 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3284892 3284945 3 56 gi 


ridia; Clostridiales; Eubacteriaceae; 
3551845 3551898 3 56 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3597517 3597570 3 56 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3764785 3764838 3 56 gi 


Acetobacte 
219846733 
sequence 
iales; Eub 
219846732 

quence 
es; Eubact 
219846731 


6S ribosomal RNA, partial sequence 3284145 32856 


Acetobacte 
219846542 


3551089 35526 


Caloramato 
219846509 
ence 35967 
spiraceae; 
219846388 


thermocisternum strain ST90 16S ribosomal RNA, partial sequence 


thermocisternum B 


acteria; Firmicutes; Clostridia; Clost 


ridiales; 


ref|NR_025091.1| Heliobacterium undosum 
51 Heliobacterium undosum Bacteria; 
cterium. 
ref|NR_025090.1 

2338702 234021 
liobacteriaceae; 
ref|NR_025006.1| Seinonella 

2451243 2452743 Seinonella 
ceae; Seinonella. 
ref|NR_024955.1 
amat 


or coolhaasi 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Alicyclobacillus 
lobacillus pomorum 


ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
NR_026455.1 
3087607 308909 
Clostridiaceae; Natronincola. 
ref|NR_026446.1| Tindallia magadiensis 
35 Tindallia magadiensis Bacteria; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Natronincola 
0 Natronincola 


Desulfotomaculum 
1 Desulfotomaculum 
les; Peptococcaceae; Desulfotomaculum. 
ref|NR_026352.1| Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
hium. 
ref |NR_026329.1| Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetobacterium. 
ref|NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 
3282621 328409 
eriaceae; Acetobacterium. 
ref |NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
rium. 
ref|NR_026134.1| Caloramator indicus 
03 Caloramator indicus Bacteria; 
iam 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticum. 
ref|NR_025979.1| Desulfotomaculum 
3764125 3765516 Desulfotomaculum 
Peptococcaceae; Desulfotomaculum. 


ref 
3 


NR_026410.1 
155325 315690 


Acetobacterium 
3 Acetobacterium 
bacterium. 

Acetobacterium 
2 Acetobacterium 


Acetobacterium 
0 Acetobacterium 
tobacterium. 

Acetobacterium 
4 Acetobacterium 


Clostridium 
idium lentocellum 


692312 Bacteria_16S 3829922 3829975 3 56 gi| 219846342 |ref|NR_025932.1 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 38306 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

692312 Bacteria_16S 3861631 3861664 80 113 gi|219846321|ref|NR_025911.1 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

692312 Bacteria_16S 3879958 3880011 3 56 gi|219846309|ref|NR_025899.1 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 38807 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

692312 Bacteria_16S 3945149 3945202 3 56 gi|219846262|ref|NR_025852.1 


strain PW2 16S ri 


Bacteria; 


lactatifermentans 
lactatifermentans 


692312 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain IS 123 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
692312 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


692312 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


692312 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


692312 Bacteria_16S 


strain SEBR 7054 
Thermotogae; Ther 


692312 Bacteria_16S 


strain 166 16S ri 


CFN 42 16S riboso: 
Alphaproteobacter 


692312 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


692312 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


692312 Bacteria_16S 


strain Illinois 1 


subsp. berkhoffii 
subsp. berkhoffii 


692312 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


692312 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


692312 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


692312 Bacteria_16S 


bosomal RNA, partial sequence 


4048319 4048372 3 56 gi 
CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
4183723 4183776 3 56 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
4220114 4220167 3 56 gi 
strain G17 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
40040 40075 78 114 gi 
F-2 16S ribosomal RNA, complete seque 
tes; Bacillales; Staphylococcus. 
52357 52392 78 114 
bosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
62935 62974 78 118 gi 
ribosomal RNA, partial sequence 


gi 


Rhizo 
51 gi 
complete 


92830 92878 3 

ain PAL-1 16S ribosomal RNA, 
teria; Deferribacteres; Deferribactera 
100633 100681 3 51 gi 
ibosomal RNA, complete sequence 
lales; Bacillaceae; Halobacillus. 
218368 218408 1 41 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


247465 247501 3 39 gi 
motogales; Thermotogaceae; Thermotoga. 
260925 260964 78 118 gi 


bosomal RNA, partial sequence 


273016 273055 78 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
276101 276140 78 118 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
304817 304853 3 39 gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
306382 306422 3 43 gi 


118 gi 
Rhizobi 
gi 


318545 318584 78 118 gi 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
321553 321588 78 114 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
330746 330782 3 39 gi 
ibosomal RNA, partial sequence 

motogales; Thermotogaceae; Geotoga. 
371450 371489 78 118 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


62180 


3944448 39458 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
692312 Bacteria_16S 
vulcanalis strain 
Firmicu 
692312 Bacteria_16S 
thalassicus strai 
thalassicus Bacte 
692312 Bacteria_16S 


Acetobact 


en 
Al 


ce 4047 
icyclob 


ence 
es; 


qu 


al Pep 


sequence 
stridiale 


nce 3917 


5303 
cus. 


6354 
biaceae; 


sequence 
les; Defe 


1013 


equence 


biaceae; 


um/Agroba 


s; Helico 


plasmatac 


ial seque 
bacteria; 


sequence 
illaceae; 


quence 


eria; Rho 


382091 382130 78 118 gi 


lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 


219846188 


219846088 


219846061 


265679037 


265679029 


51487 


265679022 


265679001 


265678996 
99832 


265678917 
Planctomy 


265678897 
16S ribosomal RNA, partial sequence 246697 24821 


265678887 
260171 26154 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
692312 Bacteria_16S 265678878 


272240 273697 Rhizo 


265678876 
275297 27676 


265678857 
304028 30558 


265678856 
6S ribosomal RNA, partial sequence 305640 30713 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
692312 Bacteria_16S 


265678848 
265678846 
265678840 
329993 33159 


265678807 


265678800 


eraceae; Acidocel 
ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref|NR_025651.1 

4219342 422083 
; Clostridiaceae 
ref|NR_029345.1 

40723 Staphy 


5 
a 


rs 


t 


s 
9 


ref |NR_029337.1 
7 Enterococcus 
ref |NR_029330.1 
1 
Rhizobium/Agrobac 
ref|NR_029309.1 

92051 93594 
ribacteraceae; G 
ref |NR_029304.1 


0 Halobacillus 


rE 
9 


ref|NR_029225.1 
217606 219133 
cetales; Plancto 


ref |NR_029205.1 


ref |NR_029195.1 


Rhizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref |NR_029182.1 
1 Helicobacter 
acteraceae; Heli 
ref|NR_029163.1 


Cc 


b 


ref|NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029153.1 
ce 317746 319177 
Rhizobiales; Bar 
ref|NR_029151.1 
320691 322234 
Bacillus. 
ref|NR_029145.1 


e 


n 


ref|NR_029112.1 
370665 372098 


dobacterales; Rho 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Alicyclobacillus 
lobacillus vulcanalis 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Clostridium 
8 Clostridium 
Clostridium. 
Staphylococcus 
lococcus condimenti 


v 


Enterococcus asini 


asini Bacteria; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Geovibrio 

Geovibrio 

eovibrio. 

Halobacillus litoralis 


litoralis Bacteria; 


Planctomyces 
Planctomyces 
mycetaceae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Neorickettsia risticii 
risticii Bacteria; 
a. 
Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Bacillus 
Bacillus 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


ref |NR_029105.1 
381306 382756 


Parvibaculum 
Parvibaculum 


lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Parvibaculum. 


692312 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


692312 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


692312 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


692312 Bacteria_16S 


oligofermentans s 
oligofermentans B 


692312 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


692312 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


692312 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


692312 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


692312 Bacteria_16S 


contaminans strai 
contaminans Bacte 


692312 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


692312 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


692312 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


692312 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


692312 Bacteria_16S 


strain SL24 16S r 
Thermotogae; Ther 


692312 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


692312 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


692312 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


692312 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


692312 Bacteria_16S 


strain SCII24 16S 
Proteobacteria; A 


692312 Bacteria_16S 


grignonense strai 
grignonense Bacte 


692312 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


395827 395875 3 51 gi 
n 28-1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Tenuibac 
412915 412963 3 51 gi 
Kx156A7 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactob 
451419 451455 3 39 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
456169 456217 3 51 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 
483443 483491 3 51 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 
497376 497424 3 51 gi 
M512/02/1 16S ribosomal RNA, partial 
ia; Firmicutes; Lactobacillales; Strep 
505123 505159 3 39 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
511250 511285 78 114 gi 
osomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
526465 526504 78 118 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
532521 532556 78 114 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
606700 606748 3 51 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
609846 609881 78 114 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 


611393 611432 78 118 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
614421 614457 3 39 gi 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
629671 629706 78 114 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

651029 651077 3 51 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
667508 667552 3 47 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
670487 670523 3 39 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
678301 678340 78 118 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
679746 679785 78 118 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
697893 697932 78 118 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
715710 715749 78 118 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 


692312 Bacteria_16S 


450666 45216 


504361 50587 


510382 51190 


531745 53318 


613678 61515 


628893 63029 


669757 67122 


677507 67890 


714920 71638 


265678791 
ence 39505 
illus. 

265678779 
quence 

acillaceae 
265678753 


265678747 
equence 
Streptococ 

265678729 
sequence 
ynergistal 

265678720 
sequence 
tococcacea 
265678715 


265678711 


265678701 
equence 

ae; Anoxyb 
265678697 


265678647 
nce 60592 
cillus. 

265678645 
1 sequence 
ccaceae; P 
265678644 
equence 

acillaceae 
265678642 


265678631 


Rhodospiri 
265678617 
tial seque 
rococcacea 
265678604 
nce 66678 
rillales; 

265678602 


265678597 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678584 
nce 69711 
terales; C 
265678571 


obacteriac 
265678569 


718822 718870 3 Si gi 


ref|NR_029096.1| Tenuibacillus 

0 396528 Tenuibacillus multivorans 

ref|NR_029084.1| Lactobacillus 
412124 413673 Lactobacillus 

; Lactobacillus. 

ref|NR_029058.1| Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


ref|NR_029052.1] Streptococcus 
455417 456926 Streptococcus 
caceae; Streptococcus. 
ref|NR_029034.1| Dethiosulfovibrio 
482698 484170 Dethiosulfovibrio 
es; Synergistaceae; Dethiosulfovibrio. 
ref|NR_029025.1] Streptococcus 
496622 498127 Streptococcus 
e; Streptococcus. 
ref|NR_029020.1| Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


ref|NR_029016.1| Geobacillus debilis 
6 Geobacillus debilis Bacteria; 


ref|NR_029006.1| Anoxybacillus 
525601 527141 Anoxybacillus 

acillus. 

ref|NR_029002.1| Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


ref |NR_028952.1| Oceanobacillus 

0 607435 Oceanobacillus picturae 

ref|NR_028950.1| Planomicrobium 
609006 610485 Planomicrobium 

lanomicrobium. 

ref|NR_028949.1| Lactobacillus 
610536 612079 Lactobacillus 

; Lactobacillus. 

ref|NR_028947.1| Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


ref|NR_028936.1| Roseospira marina 
8 Roseospira marina Bacteria; 


llaceae; Roseospira. 

ref|NR_028922.1] Aerococcus 

nce 650305 651625 Aerococcus 
e; Aerococcus. 

ref|NR_028909.1|] Gluconacetobacter 

6 668269 Gluconacetobacter entanii 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_028907.1| Marinitoga camini 


5 Marinitoga camini Bacteria; 


ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 
chrobactrum. 
ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref |NR_028889.1| Brevundimonas 
8 698533 Brevundimonas aurantiaca 
aulobacteraceae; Brevundimonas. 
ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 
eae; Aminobacter. 
ref |NR_028873.1| Virgibacillus 


marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


692312 Bacteria_16S 768233 768272 78 118 gi| 265678534 
strain J1 16S ribosomal RNA, partial sequence 767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
692312 Bacteria_16S 775974 776022 3 51 gi| 265678529 
strain HKU4 16S ribosomal RNA, partial sequence 775183 77669 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
692312 Bacteria_16S 794369 794408 78 118 gi| 265678516 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 79361 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
692312 Bacteria_16S 797397 797445 3 51 gi| 265678514 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequenc 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillac 
692312 Bacteria_16S 808212 808260 3 51 gi| 265678507 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 80741 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
692312 Bacteria_16S 850631 850679 3 51 gi| 265678479 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 85135 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliore 
692312 Bacteria_16S 872017 872061 3 47 gi| 265678464 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Gluconacetobacter. 

692312 Bacteria_16S 877939 877982 70 114 gi| 265678460 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
692312 Bacteria_16S 880946 880989 70 114 gi| 265678458 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 88012 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Lentzea. 

692312 Bacteria_16S 916233 916281 3 51 gi| 265678434 
intermedius strain 1877 16S ribosomal RNA, partial sequence 91544 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
692312 Bacteria_16S 939397 939445 3 51 gi| 265678419 
strain BT-H1l 16S ribosomal RNA, complete sequence 938639 94015 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliore 
692312 Bacteria_16S 973415 973451 3 39 gi| 265678395 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 97261 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

692312 Bacteria_16S 1007127 1007175 3 51 gi| 265678373 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 10077 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 1008590 1008638 3 51 gi| 265678372 
strain T7 16S ribosomal RNA, partial sequence 1007814 10092 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 1020772 1020820 3 51 gi| 265678364 
strain SK3 16S ribosomal RNA, complete sequence 1019984 10214 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
692312 Bacteria_16S 1023896 1023944 3 51 gi| 265678362 
strain NS51 16S ribosomal RNA, complete sequence 1023111 10246 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
692312 Bacteria_16S 1025421 1025460 78 118 gi| 265678361 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
692312 Bacteria_16S 1046822 1046870 3 51 gi| 265678347 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cera 
692312 Bacteria_16S 1055827 1055875 3 51 gi| 265678340 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Parali 
692312 Bacteria_16S 1069503 1069542 78 118 gi| 265678331 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 
692312 Bacteria_16S 1070920 1070964 3 47 gi| 265678330 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
692312 Bacteria_16S 1093466 1093510 3 47 gi| 265678314 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Acetobacter. 

692312 Bacteria_16S 1096351 1096395 3 47 gi| 265678312 


ref |NR_028838.1 
ae; Devosia. 
ref |NR_028833.1 
4 Streptococcus 


ref |NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref|NR_028810.1 
2 808917 Lactob 
illus. 
ref |NR_028782.1 


stis. 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 
ref |NR_028763.1 
eae; Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 


ref|NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028721.1 


stis. 
ref |NR_028697.1 
7 974173 Waddli 


ref|NR_028675.1 


ref |NR_028674.1 


ref|NR_028666.1 
95 Streptococcus 


ref|NR_028664.1 
30 Streptococcus 
ref|NR_028663.1 
hizobium/Agrobac 
ref|NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref |NR_028632.1 


llaceae; Tistrel 
ref |NR_028616.1 

1092739 109419 
ospirillales; Ac 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Streptococcus sinensis 
sinensis Bacteria; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Paenibacillus 

Paenibacillus 
us. 

Lactobacillus 
acillus ingluviei 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus mitis 
mitis Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Cerasibacillus 
2 Cerasibacillus 


Paraliobacillus 
2 Paraliobacillus 


Brevundimonas nasdae 
nasdae Bacteria; 
onas. 

Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Acetobacter 
2 Acetobacter 
etobacteraceae; 


ref|NR_028614.1 
1095628 109707 


Acetobacter 
0 Acetobacter 


GCTGCTAGAGTGCAGGAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACGGTCTGGCCTGTAACT 
GACGCACATTCCCGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTTGGGAGTCAAATTTCAGTGCTGC 
AGTTAACGCAATAAGTACTCCGCCTGAGTAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCAGGTCTTGACATCCGGATAAAGACCTCGAGAGATGAGGGGATAGATATATCCGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAGTTACCATCATTAAGTTGGGGACTCTAGCGAGACTGCCAGTGACAAGCTGGAGGA 
AGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAGCAGAGGGAAGCGAAGCCGCGAGGTGAAGCAAAACCC 
ATAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGAGAGT TGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTAGCGGCAGGCCTAACACAT 
GCAAGTCGGAGGGTAACATTGTAGCTTGCTACAGATGACGACAGGCGCACGGGTGCGTAACGCGTATACAATCTACCTATTACTAAGAGATAGCCCAGAGAAATT 
TGGATTAATATTTTATAGTATTATCGATTGGCATCAATTGATAATTAAAGATTACGGTAATAGATGAGTATGCGTCCTATTAGCTTGATGGTAAGGTAACGGCTT 
ACCATGGCTACGATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAA 
TGGGAGCAATCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAAAAGGTTCACGTGTGAACTGTTGACG 
GTACTGTAGGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGG 
ACAATCAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAGAATTGCCATTGATACTGTTGTTCTTGAGTGCTTGTGAAGTGGTTAGAATGAGTAGTGTAGCGGTGA 
AATGCATAGATATTACTCAGAATACCGATTGCGAAGGCAGCTCACTAACAGTTCACTGACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTG 
GTAGTCTACGCCGTAAACGATGGTTACTAGCTGTTCGGACTAATTGCGGTCTGAGTGGCTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCGCAAGA 
ATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCAGTTTGACAG 
GGGTGGAAACATCTTTTCCTTCGGACAAATTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCT 
TTGTTTAGTTACCAGCATGTTAAGATGGGGACTCTAGACATACTGCCAGTGTAAACTGTGAGGAAGGTGGGGATGACATCAAATCATCACGGCCCTTACATCCTG 
GGCTACACACGTGCTACAATGGTAGGGACAAAGAGCAGCCACTGGGTGACCAGGAACGAATCTACAAACCCTATCACAGTTCGGATCTCAGTCTGCAACTCGACT 
GCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACC 
TGAAGTCCGTCACCGCAAGGAGCTGCCTAGGGTAAAACTAGTAACTGGGGCTAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGCGTTTTAAGCATGCAAGTCGAGGGGTAAGAAAGTCTTCGGACTTTTGAGACCGGC 
GAACGGGTGAGTAACACGTAGATAATCTGTCTTGGGATGGGGGATAGCCCATGGAAACATGGGGTAATACCGCATAAGCTCTTTTACCCATAAGGGTGATAGAGG 
AAAGGCGCTTAGGCGTCGACCTAAGAGGAGTCTGCGGTCCATTATGTTAGTTGGTGGGGTAAAGGCCTACCAAGGCGGCGATGGATAGCCGGCCTGAGAGGGTGA 
ACGGCCACACTGGGACTGAGACACGGGCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAACGA 
AGAAGGCCGAAAGGTTGTAAAGTTCTTTTCTTGGAGAGGAATAAGCCTATCAGGAAATGGATGGGTGATGACGTTAACCGAGGAAAAAGCCCCGGCTAATTACGT 
GCCAGCAGCCGCGGTAACACGTAAGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCATGGCAAGTCAGGTGTGAAAGGCTCCAGCTCA 
ACTGGAGAAACGCGCTTGAAACTGTCGTGCTGGAGTCTAGGAGGGGAAGCTGGAATTCCTAGTGTAGGGGTGAAATCTGTAGATATTAGGAAGAACACCGGTGGC 
GAAGGCGAGCTTCTGGCCATAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGCACTGGGT 
GTCGGCCCGTTGGGGTCGGTGCCGAAGCAAACGCGATAAGTGCACCGCCTGGGGAGTATGCTCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGAAACCTTACCAGGGCTTGACATATGGTGGACGGTGGTAGAGATACCGCTTCCCTTCGGGGCCGCTATAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGCTGTGAAGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCTATCTGTTGGCATCATTAAGTTGGGGACTCAG 
ATGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAACTCATCATGCCCTTATGTCCTGGGCTACACACGTGCTACAATGAACGGTACAGAGCNCC 
GCGAGACCGCGAGGTCAAGCAAATCCCAAAAAGCCGTTCTCAGTACAGATTGGAGTCTGAAACCCGACTCCATGAAGGTGGAATCGCTAGTAATCGCGCATCAGC 
ATGGCGCGGTGAANACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGTACCCGAAGTCGCTAGTCTAACCGGTAACGGAGGACGGTGC 
CGAAGGTATGCCTAGTAAGGGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGGACCGCACTCTTTTGGGTGTGGAGCCGAGCGGCG 
AACGGGTGAGTAACACGTGAGCAACCTGCCCCTGGCTCTGGGATAGCCCTGGGAAACCGGGATTAATACCGGATATGACCGCTGCTCGCATGGGTGGTGGTGGAA 
AGGTTCCCCTTGTGGGGTTCCGGCCGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGT 
GGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGG 
GATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGCGCGAGCGTTGTCCGGATTCATTGGGCGTAAAGAGCTCGTAGGCGGCCTGCCGCGTCTGCCGTGAAACCCGACGGCTCAACCGTGGGTCTGCGGCGGATAC 
GGGCGGGCTTGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGT 
CCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTGGGTGTGGGGGCTTTCACCGGTTCCC 
GTGCCGTAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTT 
AATTCGATGCAACGCGAAGAACCTTACCAAGGTTTGACATGCCGGGAAATCCGCAGAGATGCGGGGTGCCTTCGGGCGCCTGGCACAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGTAACCCCCATCCTGTGTTGCCAGCACGCCCCTTGTGGGTGGTGGGGACTCATGGGAGACTG 
CCGGGGTCGACCCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGCCTTGGGCTGCAAACATGCTACAATGGTCGGTACAACGGGCTGCGATCCC 
GTGAGGGTGAGCCAATCCTTAGAAAGCCGATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCGGATCAGCAATGCCG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCCTGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCCTTGGGGAGGGAGCCGTCGAAGG 
TGGGGCTGGTGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGG 
CGTGCTTAACACATGCAAGTGGGACGAAGGTATGTACTTGAAAGCTTCGGCTGGACGGTACATATACTGAGTCGCGGACGGGTGAGTAAAGCGTGAGGACCTGTC 
CATCAGAGGGGGATAGCCCCGGGAAACCGGGATTAAAACCCCATAAGCCCAAGGGTGAAAAGGAGTAATCCGCTGATGGAGGGTCTCGCGTCCTATCAGGTAGTT 
GGTGGGGTAAAGGCCTACCAAGCCGAAGACGGGTAGCCGGACTGAGAGGTTGACCGGCCACATTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGAAGT 
GGGGAATCTTGGGCAATGGGCGGAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGTCTTCGGATTGTAAACCTCTGTTGCAGGGGAAGAAGGAAGTGACGG 
TACCCTGCGAGGAAGCCCCGGCAAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCTGCG 
AGGCAAGTCGGGTGTAAAAGGCACGGGCTCAACCCGTGTGTGCACTCGAAACTGTCTTGCTGGAGGGGTAGAGAGGCAAACGGAATTCCCGGTGTAGCGGTGAAA 
TGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTACACCTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGT 
AGTCCCTGCAGTAAACGATGAATNCTAGGTGTGGGTGGGTCAAACCATCCGTCCCGCAGTTAACGCGATAAGCATTCCGCCTGGGGAGTACGGCCCCAAGGTTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCAAACCGAAGAACCTTACCTGGGCTTGACATCTAGGTGGTATTGAC 
CTGAAAGGTGATAGACCATATTTTCGGATATGGAGCCTAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCCTATTGTCAGTTGCTAACGATTGAAGGCGAGCACTCTGGCGAGACTGCCGCCGACAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTT 
ATGTCCAGGGCAACACACATGCTACAATGGCCGATACAGAGGGAAGCGAAGGCGCGAGT TGGAGCGGATCCCACAAAGTCGGTCCCAGTTCGGATTGCAGTCTGC 
AACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCTAAGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTT 
GGGTGCACCCGAAGCCGGAGGCCGAACCCTTAGGGGGCGGATCCGTCGAAGGTGTGTCTGGTAAGGAGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCG 
AGGGGGAAGTTACTTTCGGGTAACTAGAGACCGGCGTACGGGTGCGTAACGCGTATACAATCTGCCTTTCACTGGGGGATAGCCCGAAGAAATTTGGATTAATAC 
CCCATAGTATAGTAGTGTGGCATCACACAACTATTAAAGCTTAGGTGGTGAAAGATGAGTATGCGTTCTATTAGCTAGTTGGAGAGGTAACGGCTCCCCAAGGCG 
ATGATAGATAGGGGTTCTGAGAGGGATGTCCCCCACACTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGTCGGAA 
GACTGATCCAGCCATGCCGCGTGCAGGATGACGGCCTTATGGGTTGTAAACTGCTTTTGTAAGGGAAGAATAAGGACTACGTGTAGTTTGATGACGGTACCTTAT 
GAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCTGTAGGCGGGCTGGTAAGT 
CAGAGGTGAAAGCGCTCAGCTCAACTGAGCAACTGCCTTTGAAACTGTTGGTCTTGAATGGTTGTGAAGTAGTTGGAATGTGTAGTGTAGCGGTGAAATGCTTAG 
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692312 Bacteria_16S 
6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
692312 Bacteria_16S 


strain LMG 1746 1 


strain LMG 1625 1 


carmonensis strai 
carmonensis Bacte 


692312 Bacteria_16S 


necropolis strain 
necropolis Bacter 


692312 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


692312 Bacteria_16S 


strain SL25 16S r 
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Thermotogae; Ther 
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Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 1944207 1944255 3 51 gi|219878232|ref|NR_025371.1 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactob 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

692312 Bacteria_16S 1945850 1945885 78 114 gi|219878231|ref|NR_025370.1 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 19464 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 1968527 1968575 3 51 gi|219878216|ref|NR_025355.1 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 19691 

Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

692312 Bacteria_16S 1974492 1974527 78 114 gi|219878212|ref|NR_025351.1 
strain 581 16S ribosomal RNA, partial sequence 1973642 19751 

Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

692312 Bacteria_16S 2019112 2019151 78 118 gi| 219878183 |ref|NR_025322.1 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 20197 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 
692312 Bacteria_16S 2020584 2020623 78 118 gi| 219878182 |ref|NR_025321.1 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 202123 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
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Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

692312 Bacteria_16S 2104627 2104673 71 118 gi| 219878117 |ref|NR_025256.1 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxyn 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 
692312 Bacteria_16S 2115183 2115218 78 114 gi|219857658|ref|NR_025247.1 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 21158 

Firmicutes; Bacillales; Planococcaceae; Planococcus. 

692312 Bacteria_16S 2119715 2119763 3 51 gi|219857655|ref|NR_025244.1 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 21204 

Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
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eria_16S 


1690135 1690170 78 114 


gi 


Ac 


1751114 1751158 3 47 


gi 
Ac 
1790351 1790399 3 51 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1804122 1804170 3 51 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1808823 1808858 78 114 gi 
n CMS 26o0r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1813310 1813346 3 39 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 

1824091 1824139 3 51 gi 
16S ribosomal RNA, complete sequence 

tes; Bacillales; Bacillaceae; Halobaci 
1851619 1851654 78 114 gi 
ribosomal RNA, partial sequence 


s 
ae 


s 
e; 


se 
ac 


11 


Rh 


1857509 1857544 78 114 


gi 
bacillales; Carnobacteriaceae; Trichoc 
1909075 1909123 3 51 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1916697 1916733 3 39 gi 
16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho 
1941141 1941176 78 114 gi 


oc 


al 
oc 


219878414 


in M8 16S ribosomal RNA, partial sequence 16892 
tes; Bacillales; Planococcaceae; Planococcus. 
1749622 1749666 3 47 gi| 219878374 


equence 


v 


equence 


quence 
eae; 


219878320 


18233 
us. 


219878301 
1850849 18521 
odospiri 
219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


cus. 


219878257 


sequenc 
occaceae 


219878250 


19159 


219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


etobacte 
219878373 
6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
692312 Bacteria_16S 


etobacte 
219878342 


Virgib 
219878333 


Virgiba 
219878330 


Pla 
219878327 
1812567 18140 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 


ref|NR_025553.1 
86 1690816 Planoc 
ref|NR_025513.1 


race 
ref 


ae; Acetobac 
NR_025512.1 
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ref|NR_025389.1 
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Halobacillus trueperi 
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Trichococcus palustris 
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Lactobacillus frumenti 
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Maricaulis 
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Halobacillus salinus 


54 Halobacillus salinus Bacteria; 
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Rubrobacter 
6 Rubrobacter 


taiwanensis Bacte 
Rubrobacteraceae; 


692312 Bacteria_16S 2160370 2160414 3 47 gi|219857628|ref|NR_025217.1 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 216110 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Swaminathania. 

692312 Bacteria_16S 2190874 2190922 3 51 gi| 219857605 |ref|NR_025193.1 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

692312 Bacteria_16S 2192371 2192419 3 51 gi|219857604|ref|NR_025192.1 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

692312 Bacteria_16S 2193825 2193873 3 51 gi|219857603|ref|NR_025191.1 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 219457 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Mei 
692312 Bacteria_16S 2245351 2245390 78 118 gi| 219857569 |ref|NR_025157.1 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizob 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobi 
Rhizobium. 

692312 Bacteria_16S 2259129 2259177 3 51 gi|219857560|ref|NR_025148.1 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Strept 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

692312 Bacteria_16S 2285374 2285409 82 118 gi| 219857542 |ref|NR_025130.1 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 2292831 2292870 78 118 gi|219857536|ref|NR_025124.1 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helico 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
692312 Bacteria_16S 2313948 2313983 78 114 gi|219857520|ref|NR_025108.1 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salini 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

692312 Bacteria_16S 2332064 2332103 78 118 gi|219857508|ref|NR_025096.1 
canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 2331268 233272 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; He 
Helicobacter. 

692312 Bacteria_16S 2351538 2351586 3 51 gi|219857493|ref|NR_025081.1 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethio 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfov 
692312 Bacteria_16S 2388054 2388102 3 SL gi|219857468|ref|NR_025056.1 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermo 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 
692312 Bacteria_16S 2398710 2398745 78 114 gi|219857461|ref|NR_025049.1 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporos 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

692312 Bacteria_16S 2404822 2404861 78 118 gi| 219857457 |ref|NR_025045.1 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
692312 Bacteria_16S 3118402 3118446 3 47 gi| 219846843 |ref|NR_026435.1 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Glucon 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
692312 Bacteria_16S 3139279 3139327 3 51 gi| 219846829 |ref|NR_026421.1 
strain GY-1 16S ribosomal RNA, partial sequence 3138565 31400 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

692312 Bacteria_16S 3216837 3216885 3 51 gi|219846776|ref|NR_026368.1 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Strept 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

692312 Bacteria_16S 3241163 3241210 70 118 gi|219846760|ref|NR_026352.1 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 32418 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 
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strain DSM 5351 1 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


692312 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


692312 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


692312 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


692312 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


692312 Bacteria_16S 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


692312 Bacteria_16S 
6S ribosomal RNA, partial sequence 3524935 35264 


strain DSM 6011 1 
Firmicutes; Clost 


692312 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


2877581 2877629 3 51 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2924876 2924924 3 51 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2939854 2939897 70 
osomal RNA, partial sequence 


e; 


Streptoc 
114 gi 


oc 


2962451 2962499 3 51 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2964000 2964048 3 51 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2999140 2999179 78 118 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3003720 3003764 3 47 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3064425 3064473 3 51 gi 


gi 


Streptoc 
gi 


oc 


oc 


s 
ea 


ne 
cae 


bacillales; Streptococcaceae; Streptoc 
3076265 3076304 78 118 gi 
S ribosomal RNA, partial sequence 


oc 


6S ribosomal RNA, 
lales; 
3304830 3304878 3 51 
6S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
3306370 3306418 3 51 


Salinicoccus. 
gi 
Lactobacil 
gi 
bacillales; Lactobacillaceae; Lactobacil 
3365833 3365880 70 118 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3389943 3389991 3 51 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3418614 3418658 3 47 gi 

IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


ti 
ei 


qu 


’ 


3451322 3451358 3 39 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
3551910 3551957 70 118 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


Clostridiaceae; Ca 


do 


219856873 
qu 


ence 


cus. 


219856830 
2939058 29405 
nocardin 
219856815 
2961676 29631 


cus. 


219856814 
2963222 29647 


cus. 


219846924 


equence 
e; 


e 30029 
llales; 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


cus. 


219846871 
3075492 30769 


complete sequence 3302462 33040 


219846718 
3304055 33055 


lus. 


219846717 
6S ribosomal RNA, partial sequence 3305595 33071 


lus. 


219846673 


al seque 
diales; 


219846652 


al seque 
Thermale 


219846632 


ence 
Rhodospi 


219846609 
6S ribosomal RNA, partial sequence 3450571 34520 


motogales; Thermotogaceae; Thermotoga. 

3496935 3496971 3 39 gi| 219846578 
DSM 20642 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Coriobacteridae; Coriobac 
; Coriobacterium. 

3525661 3525709 3 51 gi|219846559 


ostridiu 


219846542 
3551089 35526 


loramato 


692312 Bacteria_16S 


3553376 3553420 3 47 gi 


219846541 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 


Salimic 
219856840 
2924131 29254 


Anoxy 
219846921 


ref |NR_024692.1 

2876799 287831 
robium. 
ref|NR_024659.1 
69 Streptococcus 
ref|NR_024649.1 
eae; Actinosynne 
ref |NR_024634.1 
71 Streptococcus 


ref|NR_024633.1 
20 Streptococcus 


NR_026516.1 
1 


NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026471.1 
27 Streptococcus 


ref|NR_026463.1 


04 Salinicoccus 


ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref 
nce 
Clos 
ref 
nce 


NR_026265.1 
336503 
tridiaceae; 
NR_026244.1 
338924 

s; Thermaceae; M 
ref|NR_026224.1 
3417892 341936 
rillales; Acetob 


ref|NR_026201.1 


4 


teriales; b: 


ref|NR_026151.1 


mM. 


ref |NR_026134.1 


Yr. 


Salimicrobium 
5 Salimicrobium 


Streptococcus peroris 
peroris Bacteria; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Streptococcus ovis 
ovis Bacteria; 


v 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Meiothermus cerbereus 


’ 


00 Meiothermus cerbereus Bacteria; 


Streptococcus 
ococcus thoraltensis 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Salinicoccus roseus 


roseus Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Caloramator 

4 3366453 Caloramator 
Caloramator. 
Meiothermus 

4 3390664 Meiothermus 
eiothermus. 
Gluconobacter 

7 Gluconobacter 
acteraceae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Coriobacterium 
1 Coriobacterium 
acterineae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


ref|NR_026133.1 
3552654 355413 


Gluconacetobacter 
4 Gluconacetobacter 


hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter. 
692312 Bacteria_16S 


3554907 3554951 3 


47 


gi|219846540 


liquefaciens stra 
liquefaciens Bact 


Gluconacetobacter. 
692312 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


692312 Bacteria_16S 


strain DSM 3503 1 


in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


3570035 3570079 3 47 gi 

DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 


3574585 3574629 3 47 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


692312 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


692312 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


692312 Bacteria_16S 


strain LMG 7837 1 


3577670 3577709 78 118 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3579134 3579173 78 118 gi 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
3603769 3603808 78 118 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Sinorhizobium. 


692312 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


692312 Bacteria_16S 


strain USDA 1844 


3635323 3635362 78 118 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3646019 3646058 78 118 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


692312 Bacteria_16S 


congolense strain 
congolense Bacter 


692312 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


692312 Bacteria_16S 


sporothermodurans 
sporothermodurans 


692312 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


692312 Bacteria_16S 


strain UPM-Ca7 16 
Proteobacteria; A 


692312 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


692312 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


692312 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


692312 Bacteria_16S 


strain 101 16S ri 
Proteobacteria; A 


692312 Bacteria_16S 


acidophilum strai 
Bacteria; Aquific 


692312 Bacteria_16S 


strain IAM 13153 
Proteobacteria; A 


692312 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


3676515 3676553 1 39 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3697683 3697722 78 118 gi 


psilonproteobacteria; Campylobacterale 
3723329 3723364 78 114 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3778347 3778383 3 39 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
3800926 3800965 78 118 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 
3811626 3811661 78 114 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3819297 3819336 78 118 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3822359 3822398 78 118 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3861553 3861601 3 51 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
3949532 3949576 3 47 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3957040 3957076 3 39 gi 
n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
3976383 3976422 78 118 gi 
16S ribosomal RNA, complete sequence 
lphaproteobacteria; Rhizobiales; Bruce 
3993952 3993991 78 118 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4072303 4072351 3 53 


gi 


gi 


6S ribosomal RNA, partial sequence 3573863 35753 


6S ribosomal RNA, partial sequence 3602996 36044 


16S ribosomal RNA, partial sequence 3645244 36466 


6S ribosomal RNA, partial sequence 3696887 36983 


3777587 37790 


3800153 38015 


3818485 38199 


3821543 38230 


3860745 3862279 Lacto 


3948831 39502 


3993148 39945 


1 sequence 
ria; Rhodo 


219846529 
equence 
rillales; 


219846526 


Acetobacte 
219846524 
nce 35769 
les; Brady 
219846523 
sequence 

a; Rhizobi 
219846504 
biaceae; S 
219846482 
36345 
obacterale 
219846474 


biaceae; R 
219846453 
sequence 

iales; Hal 
219846438 


s; Helicob 
219846419 
1 sequence 
illaceae; 

219846378 


219846362 


obacteriac 
219846355 
38107 
e; Carnoba 
219846350 


s; Helicob 
219846348 


s; Helicob 
219846321 


219846259 


Acetobacte 
219846254 
ence 39562 
nobaculum. 
219846241 
39756 
llaceae; M 
219846229 


219846171 


3569313 3 
Acetobacter 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026066.1 


hizobium/Agrobac 
ref|NR_026044.1 
3675717 367724 
anaerobiaceae; H 
ref|NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref |NR_026010.1 
3722493 372398 
Bacillus. 
ref|NR_025969.1 


ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref|NR_025911.1 
bacillus reuteri 
ref |NR_025849.1 
raceae; Acidocel 
ref |NR_025844.1 
75 3957710 Hydrog 


ref|NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025819.1 


ref|NR_025761.1 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


’ 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Blastobacter 
bacter capsulatus 
astobacter. 

Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 

Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Helicobacter rodentium 
bacter rodentium 
ceae; Helicobacter. 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Halanaerobium 

4 Halanaerobium 

alanaerobium. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Bacillus 
9 Bacillus 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Carnobacterium 
acterium funditum 


Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Lactobacillus reuteri 
Bacteria; Firmicutes; 


Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Hydrogenobaculum 
enobaculum acidophilum 


Mycoplana bullata 
ana bullata Bacteria; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


4071551 407304 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


692312 Bacteria_16S 4117640 4117688 3 51 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

692312 Bacteria_16S 4131428 4131463 78 114 gi|219846126|ref|NR_025716.1 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

692312 Bacteria_16S 4132926 4132974 3 51 gi|219846125|ref|NR_025715.1 


strain MSS-155 16S ribos 
Firmicutes; Bacillales; 
692312 Bacteria_16S 

nitratireducens s 
nitratireducens B 
692312 Bacteria_16S 
strain G2 16S ribosomal 
Firmicutes; Bacillales; 
692312 Bacteria_16S 4 
ehimensis strain 
ehimensis Bacteria; 
692312 Bacteria_16S 


acteria 


train M 


Bacillaceae; 


; Firmicutes; 


Bacillales; 


omal RNA, partial sequence 
Halobacillus. 
4173014 4173062 3 
et 79 16S ribosomal RNA, partia 
Clostridia; 
4197473 4197512 78 
RNA, partial sequence 
Bacillaceae; Anoxybacillus. 
198815 4198863 3 
KCTC 3748 16S ribosomal RNA, partial s 
Firmicutes; 

4209373 4209421 3 


51 


118 


51 gi|219846076|ref|NR_025666.1 

equence 4198059 419951 
Paenibacillaceae; Paenibacillus. 

51 gi|219846069|ref|NR_025659.1 


gi 


gi 


Clost 


4132144 41336 


1 
ri 


seque 
diale 


219846098 


219846077 
4196627 41980 


65 Halobacillus 


ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025667.1 
08 Anoxybacillus 


nce 
S; 


Streptococcus minor 
minor Bacteria; 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Anoxybacillus gonensis 
gonensis Bacteria; 


Paenibacillus 
0 Paenibacillus 


Lentibacillus 


salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

692312 Bacteria_16S 4224720 4224755 78 114 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

692312 Bacteria_16S 4239795 4239834 78 118 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 

692312 Bacteria_16S 4242688 4242736 3 51 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

692312 Bacteria_16S 14231 14270 3 42 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

692312 Bacteria_16S 29633 29667 78 113 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

692312 Bacteria_16S 80851 80885 78 113 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

692312 Bacteria_16S 100702 100744 71 114 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

692312 Bacteria_16S 182927 182973 71 118 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 201421 201455 78 113 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 


strain 22 16S rib 


osomal RNA, partial sequence 


200572 20203 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; H 
692312 Bacteria_16S 202843 202878 3 38 gi| 265678928 |ref|NR_029236.1 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprot 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodes 
Coprothermobacter. 

692312 Bacteria_16S 231910 231949 1 40 gi|265678908|ref|NR_029216.1 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigeniu 
692312 Bacteria_16S 280598 280644 71 118 gi| 265678873 |ref|NR_029179.1 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Geobacter. 

692312 Bacteria_16S 312588 312622 78 113 gi| 265678852 |ref|NR_029158.1 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

692312 Bacteria_16S 329324 329351 91 118 gi| 265678841 |ref|NR_029146.1 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Sedimentibacter. 

692312 Bacteria_16S 346316 346362 71 118 gi| 265678827 |ref|NR_029132.1 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

692312 Bacteria_16S 408275 408317 71 114 gi| 265678783 |ref|NR_029088.1 


ammonificans strain HB-1 16S ribosomal RNA, partial sequence 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 


407444 408915 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Coprothermobacter 
hermobacter 
ulfobiaceae; 


Propionigenium 
Propionigenium 
m. 
Geobacter 
Geobacter 
Geobacteraceae; 


Staphylococcus 
Staphylococcus 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Thermovibrio 
Thermovibrio 


692312 Bacteria_ 


kalixensis strain 
kalixensis Bacter 


692312 Bacteria_ 
populi BJ001 16S 
Bacteria; 
692312 Bacteria_ 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


692312 Bacteria_ 


phoeniculicola st 
phoeniculicola Ba 
692312 Bacteria_16S 
parakefiri strain 
parakefiri Bacter 
692312 Bacteria_16S 
nepalensis strain 
Firmicu 
692312 Bacteria_16S 
versmoldensis str 
versmoldensis Bac 
692312 Bacteria_16S 
strain 3WC2 16S r 
Clost 
692312 Bacteria_16S 
strain ED 11/3LLK 
Aquificae; Aquifi 
692312 Bacteria_16S 
picturae strain R 
Firmicu 
692312 Bacteria_16S 


Bacteria; 


Firmicutes; 


Bacteria; 


strain GraTa 2 16 
Fusobacteria; Fus 


692312 Bacteria_16S 


azorensis strain 
Bacteria; 


marismortui strai 
Bacteria; 


Bacteria; 


Proteobacteria; 


strain E6844 16S 
Firmicutes; 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


692312 Bacteria_16S 


pretiosum subsp. 


Actinomycetales; 


692312 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


692312 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


692312 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


692312 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 


Proteob 


Firmicu 
692312 Bacteria_16S 


Firmicu 
692312 Bacteria_16S 
haemoperoxidus st 
haemoperoxidus Ba 
692312 Bacteria_16S 
moraviensis strai 
Firmicu 
692312 Bacteria_16S 
strain Kl 16S rib 
D 
692312 Bacteria_16S 


Lacto 
692312 Bacteria_16S 


Actinosynnema pretiosum subsp. pretiosu 


CW1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 

550968 551002 78 113 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
590093 590208 3 118 gi 
ibosomal RNA, partial sequence 


Thermovi 
114 gi 


cales; Desulfurobacteriaceae; 
606769 606811 71 


S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
653965 653992 91 118 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
718891 718933 71 114 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
831199 831233 78 113 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
832751 832785 78 113 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
859935 859981 71 118 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
897728 897762 78 113 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
913150 913192 71 
train NRRL B-3298 16S 
acteria; Actinobacteri 
ae; Lechevalieria. 
914708 914750 71 
03 16S 


’ 


Enterococ 
114 gi 
ribosomal RNA, p 
a; Actinobacteri 


114 gi 


pretiosum strain C-150 ribosomal 


Pseudonocardineae; Actinosynnemataceae; 


939485 939512 91 118 gi 
ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
962747 962781 78 113 gi 
n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
994998 995044 71 118 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 


e; 


1019250 1019284 78 113 gi 
uccinus strain AMG-D1 16S ribosomal RNA, 
succinus Bacteria; 


ce 


265678685 
quence 

ctobacilla 
265678659 
589361 59079 


brio. 
265678647 


625776 62729 
cter. 
265678614 
ence 65316 
idiaceae; 
265678569 
ence 71801 
illus. 
265678492 
quence 
nterococca 
265678491 
nce 
Enterococ 
265678472 
859076 86059 


265678446 
896853 89837 
cus. 

265678436 
artial seq 
dae; 


265678435 
RNA, part 
m Bacteria; Actinobacteria; Actinobacteridae; 


265678419 
938639 


265678403 
uence 

rococcacea 
265678381 
al sequenc 
tridiales; 


265678365 


540862 542331 Staphy 
ref |NR_028990.1 

550095 551652 
ceae; Lactobacil 
ref |NR_028964.1 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
603777 603819 71 114 gi| 265678649 |ref|NR_028954.1 
16S ribosomal RNA, partial sequence 602905 604369 Thermo 


ref|NR_028952.1 


-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceano 
tes; Bacillales; Bacillaceae; Oceanobacillus. 
626527 626566 1 40 gi|265678634|ref|NR_028939.1 


ref|NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref |NR_028873.1 
9 719581 Virgib 


ref|NR_028795.1 

830324 831835 
ceae; Enterococc 
ref|NR_028794.1 
6 833394 Entero 
cus. 
ref 


83188 
NR_028775.1 


Geobacterace 


ref 


ae; Geobacte 
NR_028748.1 


ref 
uenc 
omyc 


NR_028738.1 
e 912332 
Actin etales; Pseu 
ref 
ial 


NR_028737.1 
sequence 
Actinosynnema. 
ref|NR_028721.1 
94015 
Heliorestis. 
ref|NR_028705.1 

961894 963406 
e; Enterococcus. 
ref|NR_028683.1 
e 994185 995652 
Clostridiales F 


16S 414595 414629 78 113 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 416127 416165 79 1198 gi|265678777|ref|NR_029082.1| Methylobacterium 
ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
16S 449981 450023 71 114 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
ain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 
16S 474447 474481 78 113 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
475984 476018 78 113 gi|265678734|ref|NR_029039.1| Lactobacillus 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
541701 541735 78 LTS gi| 265678691 |ref|NR_028996.1| Staphylococcus 


lococcus nepalensis 


Lactobacillus 
Lactobacillus 

lus. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Oceanobacillus 
bacillus picturae 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
ry 

Virgibacillus 
acillus marismortui 


Enterococcus 
Enterococcus 

us. 

Enterococcus 
coccus moraviensis 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


r. 
Enterococcus avium 


6 Enterococcus avium Bacteria; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Enterococcus 
Enterococcus 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


ref |NR_028667.1 
complete sequence 
Firmicutes; Bacillales; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 


692312 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


692312 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


692312 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


692312 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


692312 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


692312 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


692312 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 
692312 
equorum st 
equorum Ba 


subsp. urealyticu 
capitis subsp. ur 


692312 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


692312 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


692312 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


692312 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


692312 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


692312 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


692312 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


692312 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


692312 Bacteria_16S 


strain MK27-91F2 


Bacteria_16S 


Bacteria_16S 


1049949 1049991 71 114 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1063553 1063580 91 118 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1092042 1092076 78 113 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1100843 1100882 3 42 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1155445 1155487 71 114 gi 
tes; Bacillales; Bacillaceae; Oceanoba 
1160013 1160040 91 118 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1285176 1285210 78 113 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1288326 1288360 78 113 gi 


Weissella. 
1294324 1294358 78 113 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 
1320161 1320195 78 113 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1418459 1418493 78 113 gi 
ridia; Clostridiales; Clostridiales Fa 
1477844 1477878 78 113 gi 


bacillales; Lactobacillaceae; Lactobac 
1479415 1479449 78 113 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1526128 1526162 78 113 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1536682 1536724 71 114 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1538244 1538286 71 114 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1541354 1541396 71 114 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 
1542914 1542956 71 
NRRL B-24047 16S ribo 
ia; Actinobacteria; Ac 
ae; Actinokineospora. 
1574331 1574373 71 


114 gi 
somal RNA, parti 
tinobacteridae; 


114 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


692312 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


692312 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


692312 Bacteria_16S 


1588133 1588167 78 113 gi 
bacillales; Enterococcaceae; Enterococ 
1661269 1661303 78 113 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 


1674933 1674975 71 114 gi 


265678345 
quence 
urobacteri 

265678335 
uence 
acillaceae 

265678315 


1091188 10926 


illus. 
265678309 


1100149 11015 


Clostridiu 
253680753 


16S ribosomal RNA, partial sequence 1154576 11561 


cillus. 
228721485 
11591 
7 Peptococ 
219846054 
sequence 

icoccus. 
219846052 


1287447 1289004 Weiss 


228715348 
sequence 
lococcus. 
228715347 
artial seq 
ales; Stap 
224581446 


16S ribosomal RNA, partial sequence 1417633 14190 


mily XI. I 
219878440 


6S ribosomal RNA, partial sequence 1476987 14785 


illus. 
219878381 
ete sequen 
ococcus. 
219857499 
15252 
; Lactobac 
219857378 
al sequenc 
Actinomyce 


219857377 
1 sequence 
Actinomyc 


219857375 
ial sequen 
Actinomyc 


219857374 
al sequenc 


Actinomyce 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 


donocardin 
219878486 


16S ribosomal RNA, partial sequence 1587284 15887 


cus. 
219878434 
sequence 
ccaceae; P 
219878425 


balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref |NR_028617.1 
88 Lactobacillus 
ref|NR_028611.1 
m. 


ref|NR_028001.1 


ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_025644.1 

1284334 128584 


ref 
ella 


NR_025642.1 
soli Bacter 


ref|NR_027520.1 
1293463 129495 


ref 
uenc 
hylo 

ref 


NR_027519.1 
e 131930 
coccus. 
NR_027228.1 


ncertae Sedis; H 
ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025520.1 
ce 1478573 148010 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 

ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 
ref |NR_024687.1 
eae; Actinosynne 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025573.1 
1660434 166191 
aenisporosarcina 
ref|NR_025564.1 

1674127 167557 


Balnearium 
0 Balnearium 
m. 
Alicyclobacillus 
1 Alicyclobacillus 
us. 

Lactobacillus algidus 
algidus Bacteria; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Jeotgalicoccus 
0 Jeotgalicoccus 

Weissella soli strain 
ia; Firmicutes; 


Staphylococcus 
6 Staphylococcus 


equorum 
equorum 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Lactobacillus jensenii 
acillus jensenii 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 


ardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Enterococcus italicus 


italicus Bacteria; 


Sporosarcina 
6 Paenisporosarcina 


Amycolatopsis 
5 Amycolatopsis 


ATATTACACAGAACACCGATAGCGAAGGCATATTACTAACAATTAATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCTGTAAACGATGGATACTAGCTGTTTGGAGTAATCTGAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGTTTAAATGGAGACTGACAGGCGTAGAGATATGCC 
CTTCTTCGGACAGTTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGCCATTAGTTGCTAG 
CGAGTCGAGTCGAGCCCTCTAGTGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACATCTTGGGCTACACACGTGCT 
ACAATGGCCGTTACAGAGAGCAGCCACTGCGTGAGCAGGCGCGAATCTATAAAGACGGTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAAT 
CGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGACGGTCACCG 
CGAGGAACTGTTTAGGGTAAAACTAGTGACTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGTATGC 
TTAACACATGCAAGTCGAACGGTAACATGAAAAAGCTTGCTTTTTTGATGACGAGTGGCGGACGGGTGAGTAACACGTAGGAATCTACCGAGTAGCGGGGGATAG 
CCCGGAGAAATCCGGATTAATACCGCATGTGCACTTCGGTGTAAAGAGGGCCTCTTCTTGAAAGCTCTCACTATTCGATGAGCCTGCGTCAGATTAGCTTGTTGG 
TGGGGTAATGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAATAGGGAGGAAGGCTTGATGGTTA 
ATACCCATTGAGATTGACGTTACCTATAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGCGCGTAGGCGGATGATTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGAGACTGGTCGTCTAGAGTACAGAAGAGGGGGGTGGA 
ATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACCCCCTGGTCTGATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTATTAGCTGTTGGGTATATTAAAATACTTAGTGGCGCAGCTAACGCGATAAATAGACCGCCT 
GGGGAGTACGGCCGCAAGGTTAAAACTCAAATTAATTGCCGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCTAACATTAAGTTGAGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGGCAGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCTCATAAAGCTGTTCGTAGTCCGG 
ATTGTTCTCTGCAACTCGAGAACATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGTTTGCACCAGAAGTAGCTAGCTTAACATTGGGCGGTTACCACGGTGTGGTCAATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAAC 
CTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATTNTCTT 
CGGAGAAGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCCTGTACACACGGATAACATACCGAAAGGTATGCTAATACGGGATAACATAAGAAATTCGC 
ATGTTTTTCTTATCAAAGCTCCGGCGGTACAGGATGGACCCGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAGTAGCCGACCTGAG 
AGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCG 
TGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGA 
AACTGGAGGACTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGACT 
GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAGCTGTCGGAGGTTACCCCCTTC 
GGTGGCGCAGCTAACGCATTAAGTACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTAGCGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCTAAGCTTGACATCCTTTTGACCGATGCCTAATCGCATCTTTCCCTTCGGGGACAGAAGTGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCATCATTAAGTTGGGCACTCTAGAGGGACTGCCAGG 
GATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTTAGGGCTACACACGTGCTACAATGGGTGGTACAGAGGGCAGCGAAGTCGTGAG 
GCCAAGCTAATCCCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCAGATCAGAATGCTGCGGTGAA 
TGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGGGCGCCCGAAGCCGGCTAGCTAACCTTTTGGAAGCGGTCGTCGAAGGTGAAACCAA 
TAACTGGGGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGGCGATGCGTCTTAAGCATGCAAGTCGAGCGGGCTTATTC 
GGGCAACTGGATAAGTTAGCGGCGAACTGGTGAGTAACACGTAGGTAATCTGCCGTAGAGTGGGGGATAACCCATGGAAACATGGACTAATACCGCATATACTCT 
TGCTACACAAGTAGAGTAGAGGAAAGGAGCGATCCGCTTTACGATGAGCCTGCGGCCTATTAGCCTGTTGGTGGGGTAACGGCCTACCAAAGCTACGATAGGTAG 
CCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTGAGAATCTTCCACAATGGACGAAAGTCTGATGGAG 
CGACATCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCGGAAATTATCGAAGAATGAGTGACAGTAGATAATGTAAGCCTCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGAGGCAAACGTTGCTCGGATTTACTGGGCGTAAAGGGTGAGTAGGCGGACTTATAAGTCTAAGGTGAAAGACCGAAGCTCAACTTCGGG 
AACGCCTCGGATACTGTGAGTCTTGGATATTGTAGGGGATGATGGAATTCTCGGTGTAGCGGTGGAATGCGCAGATATCGAGAGGAACACCTATAGCGAAGGCAG 
TCATCTGGGCATTTATCGACGCTGAATCACGAAAGCTAGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCTAGCCGTAAACGTTGTACACTAGGTGCTTCTAT 
TTAAATAGGAGTGCCGTAGCTAACGTCTTAAGTGTACCGCCTGAGGAGTATGCCCGCAAGGGTGAAACTCAAAGAAATTGACGGGTCCCCGCACAAGTGGTGGAG 
CATGTGGTTTAATTCGATGATACGCGAAAAACCTTACCTGGGTTTGAATTGTAAGATCAATGATTTAGAGATAAGTCAGACCGCAAGGAGATTTTACATAGGTGC 
TACATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCACCCTTTGTTGCTACCGAGTAATGTCGGGCACTCTTAGGG 
GACTGCCTACGTTCAAGTAGGAGGAAGGTGGGGATGATGTCAAGCCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCAAGTACAAAGAGAAGC 
GAGACCGCGAGGTGGAGCAAAACTCAAAAAAGTTGCCTCAGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGTTGGAATCACTAGTAATCGTAGATCAGAAC 
GCTACGGTGAATACGTTCCCGGGGATTGTACACACCGCCCGTCACGCCATCGGAGTTGGTTTTACCTGAAGTCGTTAGCCTAACCGCAAGGGGGGCGGCGCCGAA 
GGTGGGACTGATGATGAGGGTGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGATTGAACGCTGGCGGCATG 
CTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGTCCTTAAGTGGGGAATAACGCAT 
CGAAAGATGTGCTAATACCGCATATCTCTCAGGAGGAAAGCAGGGGATCGAAAGACCTTGCGCTAAAGGAGCGGCTGATGTCTGATTAGCTAGTTGGTGGGGTAA 
AGGCTTACCAAGGCAACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTT 
GGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTAGTCGGAAAGAAAGAGTCATAGTAAATAGCTAT 
GATTTATGACGGTACCGACAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGT 
GCGCAGGCGGCCTTGTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCGTTTGAAACTACAAAGCTAGAGTGCAGCAGAGGGGAGTGGAATTCCATG 
TGTAGCAGTGAAATGCGTAGAGATGTGGAAGAACACCGATGGCGAAGGCAGCTCCCTGGGTTGACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCCTAAACTATGTCAACTAGTTGTCGGATCTAATTAAGGATTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTA 
CGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATTATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACAT 
GCTTGGAATCTAATGGAGACATAAGAGTGCCCGAAAGGGAGCCAAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTGTCGCTAATTGCTATCATTTTAATGAGCACTTTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATG 
GCCCTTATGGGTAGGGCTTCACACGTAATACAATGGCGCGTACAGAGGGTTGCCAATCCGCGAGGAGGAGCCAATCTCAGAAAGCGCGTCGTAGTCCGGATCGGA 
GTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGG 
GAGTGATTTTCACCAGAAGCAGGTAGTTTAACCGCAAGGAGGGCGCTTGCCACGGTGGGGGTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACC 
TGCGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATTATCGGTCAGAACGAACGCTGGCGGCATGGATTAGGCATGCA 
AGTTGAACGAACTCTTCGGGAGTGAGTAGCGAAAGGGTGAGGAACGCGTGAGTAATCTGCCCATAAGTTGGGAACAACAGTTGGAAACGACTGCTAATACCGAAT 
GTGGCTATTGACCCGCATGGGTTTTTGGCTAAAGATTTATCGCTTATGGATGAGCTCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCTACGAT 
GGGTAGCTGGTCTGAGAGGATGGTCAGCCACACTGGGACTGAGACACTGCCCAGACTCCTACGGGAGGCTGCAGTCGAGAATCTTGGGCAATGCGCGAAAGCGTG 
ACCCAGCAATGCCGCGTGCATGATGAAGGCCCTCGGGTCGTAAAATGCTGTCTCCCGTGACGAATAATGACGGTAGCGGGGAAGGAAGCCACGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGATTTATTGGGCGTAAAGGGTCTGTAGGAGGTTTGTTAAATACGAGGTGAAATCCGGGGGCTCAA 
CTTCCGAATTGCCTTGTAGACTGATGAACTAGAGTACTGGAGAGGTAAGCGGAATACCAGGTGTAGCGGTGGAATGCGTAGATATCTGGTAGAACACCAATAGCG 
AAGGCAGCTTGCTGGACAGAAACTGACTCTGAAAGACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGTCAACTTGATG 


692312 Bacteria_16S 1702561 1702603 71 114 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

692312 Bacteria_16S 1767887 1767914 91 118 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

692312 Bacteria_16S 1790420 1790462 71 114 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

692312 Bacteria_16S 1804191 1804233 71 114 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

692312 Bacteria_16S 1824160 1824202 71 114 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

692312 Bacteria_16S 1831649 1831688 1 40 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

692312 Bacteria_16S 1837806 1837840 78 113 gi|219878310|ref|NR_025449.1| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

692312 Bacteria_16S 1839369 1839403 78 113 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
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Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

692312 Bacteria_16S 1909144 1909186 71 114 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

692312 Bacteria_16S 1968615 1968642 91 118 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

692312 Bacteria_16S 1972841 1972892 3 54 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 1979113 1979224 3 114 gi|219878209|ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
692312 Bacteria_16S 1982286 1982328 71 114 gi|219878207|ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

692312 Bacteria_16S 1983871 1983913 71 114 gi|219878206|ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

692312 Bacteria_16S 1985455 1985497 71 114 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

692312 Bacteria_16S 2032509 2032536 91 118 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

692312 Bacteria_16S 2083330 2083364 78 113 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

692312 Bacteria_16S 2119784 2119826 71 114 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

692312 Bacteria_16S 2169672 2169706 78 113 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

692312 Bacteria_16S 2186346 2186380 78 113 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 
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ae; 


26500 


ridia; 
29557 


eria; 
39964 


tes; 
77861 


eria; 
80775 


lales; 
82253 


Firmicutes; Lacto 


692312 Bacteria_16S 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfocapsa. 


692312 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


692312 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


692312 Bacteria_16S 


chartatabidum str 


chartatabidum Bacteria; 
692312 Bacteria_16S 


94526 


bacillales; 
97657 


164747 


4004425 4004467 71 
in BH030062 16S ribosomal RNA, partial 
Firmicutes; 
4048404 4048431 91 
CsHg2 16S ribosomal RNA, partial sequence 40475 
tes; Bacillales; Alicyclobacillaceae; 
4083114 4083225 3 
2301083 16S ribosomal RNA, partial sequence 
Firmicutes; 

4132995 4133037 71 


Bacillaceae; 
4210958 4211000 71 
n SA 233 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Saccharothrix. 

4241255 4241293 79 
GR16 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
692312 Bacteria_16S 
bosomal RNA, 
Clostridiales; 


Firmicutes; 


Proteobacteria; 


Lactobacillaceae; 


114 


Bacillales; 
118 


114 


118 


26554 3 57 
partial sequence 


29599 3 45 


40006 3 45 


Staphylococcus. 


77899 #1 39 


80817 3 45 


S ribosomal RNA, partial sequence 
Listeriaceae; 


Listeria. 


82291 1 39 


94567 71 113 
complete sequence 
72 


97702 118 


164788 71 113 


gi 


Bacillaceae; 


gi 


gi 


Bacillales; Paenibacillaceae; 
114 gi| 219846125 
S ribosomal RNA, partial sequence 4132144 41336 
Halobacillus. 
114 gi| 219846068 


gi 


gi 


25762 
Clostridiaceae; 


gi 


in LA 5 16S ribosomal RNA, partial sequence 
Lactobacillales; 


gi 


complete sequence 


gi 


in B331 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 


80045 


gi 


NF3 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonas. 
692312 Bacteria_16S 
strain KPA 16S ribosomal RNA, 


gi 


93645 
Lactobac 


gi 


gi 


strain L-12 16S ribosomal RNA, partial 


Bacteria; 
181323 


ain CG 16S ribosomal RNA, partial sequence 18057 
Clostridia; 


tes; 
198133 


ain 163 16S ribosomal RNA, partial sequence 
Clostridiales; 


201349 


Firmicutes; 


Firmicutes; 


181377 3 57 


Clostridiales; 
198187 3 57 


Clostridia; 
201391 3 45 


strain 22 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


692312 Bacteria_16S 


beijerinckii stra 


beijerinckii Bacteria; 
692312 Bacteria_16S 


kaustophilus stra 


kaustophilus Bacteria; 
692312 Bacteria_16S 
saccharolyticus strain S 


saccharolyticus B 


692312 Bacteria_16S 


strain 2678 16S r 
Proteobacteria; A 
group. 


692312 Bacteria_16S 


ridia; 
210659 
in McCo 


219966 
in BD 5 


312512 
acteria; 


315517 
ibosoma 


316981 


Clostridiales; 


Firmicutes; 


210713 3 57 


Clostridia; 
220008 3 45 


Bacillales; 
312554 3 45 


Bacillales; 
315559 3 45 


1 RNA, partial sequence 
lphaproteobacteria; 


317023 3 45 


Rickettsiales; 


Lactobacillales; 


gi 


Clostr 


gi 


gi 


200572 20203 
Clostridiales Family XI. 


gi 


yA 67 16S ribosomal RNA, partia 


Firmicutes; Clostridiales; 


gi 


3 16S ribosomal RNA, partial sequence 
Bacillac 


gi 


1 16S ribosomal RNA, partial s 


Firmicutes; Staphylococcus. 


gi 


314818 31623 


Ric 


gi 


strain MK (Kaplan) 16S ribosomal RNA, partial sequence 


Lactobacillac 


219846222 
sequence 

Ponti 
219846188 


Al 
219846164 


Actinomyc 


219846041 
42404 
les; Methy 
265679046 
27159 
Clostridiu 
265679044 


265679037 
39179 


265679012 
Desul 


265679010 
81448 


265679009 
81499 
P 


265679000 
95214 
illus. 
265678998 


Desu 


265678953 
sequence 
Lactobaci 

265678942 


idiaceae; 
265678931 


cl 
265678929 


I 
265678922 
1 sequence 
Clo 
265678916 


eae; Geoba 
265678852 
equence 


265678850 


kettsiacea 


ref|NR_025812.1 
4003594 400502 

bacillus. 

ref|NR_025778.1 


ref|NR_025754.1 
4082348 408382 


Paenibacillus. 


ref|NR_025715.1 


265678849 


66 4049023 Alicyc 
icyclobacillus. 


Pontibacillus 
0 Pontibacillus 


Alicyclobacillus 
lobacillus vulcanalis 


Paenibacillus 
2 Paenibacillus 


Halobacillus locisalis 


65 Halobacillus locisalis Bacteria; 


ref|NR_025658.1| Saccharothrix 
4210162 4211590 Saccharothrix 
etales; Pseudonocardineae; 
ref|NR_025631.1| Methylobacterium 
69 4241874 Methylobacterium aquaticum 
lobacteriaceae; Methylobacterium. 
ref|NR_029354.1| Clostridium roseum 
Clostridium roseum Bacteria; 
m. 
ref |NR_029352.1| Lactobacillus 
28769 30312 Lactobacillus 
eae; Lactobacillus. 
ref|NR_029345.1| Staphylococcus 
40723 Staphylococcus condimenti 
ref|NR_029320.1| Desulfospira 
77090 78536  Desulfospira 
fobacterales; Desulfobacteraceae; 
ref|NR_029318.1| Listeria innocua 
Listeria innocua Bacteria; 
ref|NR_029317.1| Pseudoalteromonas 
83011 Pseudoalteromonas antarctica 
seudoalteromonadaceae; 
ref|NR_029308.1| Lactobacillus lindneri 
Lactobacillus lindneri Bacteria; 
ref |NR_029306.1] Desulfocapsa 
96815 98277 Desulfocapsa 
lfobacterales; Desulfobulbaceae; 
ref|NR_029261.1| Lactobacillus 
163866 165437 Lactobacillus 
llaceae; Lactobacillus. 
ref|NR_029250.1| Clostridium 
4 182073 Clostridium proteolyticum 
Clostridium. 
ref |NR_029239.1| Clostridium 
197405 198934 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_029237.1| Helcococcus kunzii 
6 Helcococcus kunzii Bacteria; 
ncertae Sedis; Helcococcus. 
ref |NR_029230.1| Clostridium 
209908 211410 Clostridium 
stridiaceae; Clostridium. 
ref |NR_029224.1| Geobacillus 
219184 220608 Geobacillus 
cillus. 
ref|NR_029158.1| Staphylococcus 
311738 313264 Staphylococcus 
ref|NR_029155.1| Rickettsia canadensis 
1 Rickettsia canadensis Bacteria; 
e; Rickettsieae; Rickettsia; typhus 
ref|NR_029154.1| Rickettsia akari 


316282 317695 Rickettsia akari Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


fever group. 


692312 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


692312 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


692312 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


692312 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


692312 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


692312 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


692312 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


692312 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


692312 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


692312 Bacteria_16S 


contaminans strai 
contaminans Bacte 


692312 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


692312 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


692312 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


692312 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


692312 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


692312 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


692312 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


692312 Bacteria_16S 


silvestris strain 
silvestris Bacter 


692312 Bacteria_16S 


ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 


611317 611359 3 45 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
629597 629639 3 45 gi 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
661430 661472 3 45 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
711018 711056 1 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
731076 731118 3 45 gi 
HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
791313 791351 1 39 gi 


321477 321519 3 45 gi| 265678846 
strain DKP 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; 

363940 363982 3 45 gi| 265678812 
FaiI3 16S ribosomal RNA, partial sequence 36326 

acteria; Alphaproteobacteria; Caulobacterales; C 

386675 386713 3 41 gi| 265678797 
03 16S ribosomal RNA, partial sequence 38592 
acteria; Gammaproteobacteria; Xanthomonadales; S 

394336 394390 3 57 gi| 265678792 
16S ribosomal RNA, partial sequence 39362 

ridia; Clostridiales; Lachnospiraceae; Oribacter 

414519 414561 3 45 gi| 265678778 
Kx127A2 16S ribosomal RNA, complete sequence 

ia; Firmicutes; Lactobacillales; Lactobacillacea 

453008 453050 3 45 gi| 265678752 
S ribosomal RNA, complete sequence 452220 45376 
lales; Macrococcus. 

454607 454649 3 45 gi| 265678751 
S ribosomal RNA, complete sequence 453819 45536 
lales; Macrococcus. 

472831 472873 3 45 gi| 265678736 

ribosomal RNA, partial sequence 472041 47353 
bacillales; Weissella. 

474371 474413 3 45 gi| 265678735 
rain JLB-1 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Lactobacillales; Enterococca 

475908 475950 3 45 gi| 265678734 
GCL 1731 16S ribosomal RNA, partial sequence 

ia; Firmicutes; Lactobacillales; Lactobacillacea 

502081 502123 3 45 gi| 265678717 
ibosomal RNA, partial sequence 501307 50281 
lales; Bacillaceae; Bacillus. 

511174 511216 3 45 gi| 265678711 
osomal RNA, partial sequence 510382 51190 
lales; Bacillaceae; Geobacillus. 

526389 526431 3 45 gi| 265678701 
n R-16222 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxyb 

532445 532487 3 45 gi| 265678697 
S ribosomal RNA, partial sequence 531745 53318 
lales; Bacillaceae; Bacillus. 

541625 541667 3 45 gi| 265678691 

CW1 16S ribosomal RNA, partial sequence 54086 
tes; Bacillales; Staphylococcus. 

550892 550934 3 45 gi| 265678685 
ain KU-3 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Lactobacillales; Lactobacilla 

609770 609812 3 45 gi| 265678645 


1 sequence 
ccaceae; P 
265678644 
equence 

acillaceae 
265678631 


628893 63029 


Rhodospiri 
265678608 
tial seque 
icoccus. 
265678575 
71023 
oritellace 
265678561 
uence 
ceae; Soli 
265678518 


ref|NR_029151.1 

320691 322234 
Bacillus. 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_029097.1 
6 394999 Oribac 
ium. 
ref |NR_029083.1 

413724 415278 
e; Lactobacillus 
ref|NR_029057.1 


spotted 


Bacillus 
Bacillus 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Oribacterium sinus 
terium sinus Bacteria; 


Lactobacillus 
Lactobacillus 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


ref|NR_029056.1 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


ref|NR_029041.1 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


ref|NR_029040.1 
473588 475066 
ceae; Enterococc 
ref |NR_029039.1 
475117 476512 
e; Lactobacillu 


ref|NR_029022.1 


Ss. 


Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


ref|NR_029016.1 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


ref|NR_029006.1 

525601 527141 
acillus. 
ref|NR_029002.1 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


ref |NR_028996.1 
2 542331 Staphy 


ref |NR_028990.1 
550095 551652 
ceae; Lactobacil 
ref|NR_028950.1 
609006 610485 
lanomicrobium. 
ref |NR_028949.1 
10536 612079 

; Lactobacillus. 
ref |NR_028936.1 


a 


Staphylococcus 
lococcus nepalensis 


Lactobacillus 
Lactobacillus 
lus. 
Planomicrobium 
Planomicrobium 


Lactobacillus 
Lactobacillus 


Roseospira marina 


8 Roseospira marina Bacteria; 


llac 
ref 
nce 


eae; Roseosp 
NR_028913.1 
660668 


ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 
ref|NR_028865.1 
730321 731827 
bacillus. 


ref|NR_028821.1 


ira. 
Jeotgalicoccus 
662086 Jeotgalicoccus 


Moritella viscosa 
lla viscosa Bacteria; 


Solibacillus 
Solibacillus 


Psychromonas arctica 


strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 


692312 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


692312 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


692312 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


692312 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


692312 Bacteria_16S 


ruestringensis st 
ruestringensis Ba 


692312 Bacteria_16S 


marinus subsp. pa 


Prochlorococcacea 


692312 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


692312 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


692312 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


692312 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


692312 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


692312 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


692312 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain JB-A2 16S 


Proteobacteria; G 


692312 Bacteria_16S 


succinus subsp. s 


692312 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


692312 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


692312 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


692312 Bacteria_16S 


strain NAFO0O1 16S 


Firmicutes; Bacil 


692312 Bacteria_16S 


strain M 6 A9 16S 


Firmicutes; Lacto 


692312 Bacteria_16S 


strain NBRC 13755 


Bacteria; Proteob 


692312 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


798961 799003 3 45 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
809724 809762 1 39 gi 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


gi 


831123 831165 3 45 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
840231 840273 3 45 gi 


laceae; Geobacillus. 

864468 864506 1 39 gi 
rain Bl 16S ribosomal RNA, partial seq 
cteria; Bacteroidetes; Flavobacteria; 
879320 879358 2 40 gi 
storis strain PCC 9511 16S ribosomal R 


e; Prochlorococcus. 


ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


692312 Bacteria_16S 


1111549 1111587 1 39 gi 


798207 79971 


somal RNA, partial sequence 839468 840930 Geoba 


1100149 11015 


265678513 


elotrichac 
265678506 
ence 80896 
nadales; P 


265678492 
quence 
nterococca 

265678486 


265678469 
uence 

Flavobacte 
265678459 
NA, partia 


Clostridiu 


897652 897694 3 45 gi| 265678446 |ref|NR_028748.1 
ribosomal RNA, partial sequence 896853 898376 Enterococcus 
bacillales; Enterococcaceae; Enterococcus. 

937847 937885 1 39 gi|265678420|ref|NR_028722.1 
KMM 162 16S ribosomal RNA, partial sequence 937095 938588 
a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoa 

958039 958081 3 45 gi|265678406|ref|NR_028708.1 
s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

962671 962713 3 45 gi| 265678403 |ref|NR_028705.1 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

996489 996531 3 45 gi|265678380|ref|NR_028682.1 
ribosomal RNA, complete sequence 995703 997240 Granulicatella 
bacillales; Carnobacteriaceae; Granulicatella. 

998055 998093 1 39 gi| 265678379 |ref|NR_028681.1 
B-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomi 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiacea 

999567 999605 1 39 gi| 265678378 |ref|NR_028680.1 
Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomi 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 

1001087 10011251 39 gi| 265678377 |ref|NR_028679.1 
ribosomal RNA, partial sequence 1000320 10017 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicr 

1019174 1019216 3 45 gi| 265678365 |ref|NR_028667.1 
uccinus strain AMG-D1 16S ribosomal RNA, complete sequence 

Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; 

1029875 1029913 1 39 gi|265678358|ref|NR_028660.1 
n I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomi 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 

1032963 1033005 3 45 gi| 265678356 |ref|NR_028658.1 
n NRIC 0604 16S ribosomal RNA, partial sequence 1032165 103372 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 

1079741 1079783 3 45 gi| 265678323 |ref|NR_028625.1 
ribosomal RNA, partial sequence 1079018 10804 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 

1081244 1081286 3 45 gi| 265678322 |ref|NR_028624.1 

ribosomal RNA, partial sequence 1080469 10819 
lales; Bacillaceae; Bacillus. 

1091966 1092008 3 45 gi| 265678315 |ref|NR_028617.1 

ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

1094911 1094953 3 45 gi| 265678313 |ref|NR_028615.1 

16S ribosomal RNA, partial sequence 1094243 1095577 Acetob 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 

1100909 1100950 71 113 gi|265678309|ref|NR_028611.1 


265678301 


e: 


ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_028809.1| Pseudoalteromonas 
8 810417 Pseudoalteromonas phenolica 
seudoalteromonadaceae; 
ref|NR_028795.1] Enterococcus 

830324 831835 Enterococcus 
ceae; Enterococcus. 
ref|NR_028789.1| Geobacillus uzenensis 
cillus uzenensis Bacteria; Firmicutes; 
ref|NR_028772.1| Muricauda 

863710 865135 Muricauda 
riales; Flavobacteriaceae; Muricauda. 
ref|NR_028762.1| Prochlorococcus 
1 sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Enterococcus avium 


avium Bacteria; 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Geobacillus 
Geobacillus 


Enterococcus 
Enterococcus 


Granulicatella elegans 
elegans Bacteria; 


Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Thiomicrospira frisia 


v 


, 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Staphylococcus 
1018386 1019933 

Staphylococcus. 
Thiomicrospira 

crospira thermophila 
Thiomicrospira. 

Lactobacillus 

0 Lactobacillus 

Ss. 

Acetobacter orientalis 


v 


18 Acetobacter orientalis Bacteria; 


ter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Lactobacillus algidus 
algidus Bacteria; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Clostridium hiranonis 


, 


41 Clostridium hiranonis Bacteria; 
m. 


ref|NR_028602.1 


Moritella yayanosii 


strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


692312 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain R 16S ribo 


Proteobacteria; Alphapro 


fever group. 


692312 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


692312 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; G 


692312 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


692312 Bacteria_16S 


DSM 18053 16S rib 
Bacteria; Bactero 


692312 Bacteria_16S 


DSM 
Bacteria; 


14365 16S rib 
Proteob 


692312 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


692312 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


692312 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


692312 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


692312 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


692312 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


692312 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


692312 Bacteria_16S 


schleiferi subsp. 


subsp. urealyticu 
capitis subsp. ur 


692312 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


692312 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


692312 Bacteria_16S 
in MPOB 16S ribosomal RNA, partial seq 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


1123750 1123798 3 51 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1129683 1129725 3 45 
somal R 


gi 


gi 


ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; 
1199336 1199374 3 
osomal RNA, partial sequence 
idetes; Sphingobacteria; 
1209980 1210022 3 


41 gi 


45 gi 


Staphylococcus schleiferi subsp. coagulans Bacteria; 
692312 Bacteria_16S 


1320085 1320127 3 45 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1321627 1321669 3 45 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 
1339882 1339924 3 45 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1347686 1347724 3 41 


gi 


Bacteria; Proteobacteria; 
eae; Syntrophobacter. 


Deltaproteo 


692312 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


692312 Bacteria_16S 
nodulans strain ORS 2060 16S ribosomal RNA, partial seq 


nodulans ORS 2060 
Methylobacterium. 


692312 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


692312 Bacteria_16S 


1356728 1356782 3 57 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1397298 1397340 3 45 gi 


Bacteria; Proteobacteria; Alphaproteo 


1404794 1404836 3 45 
ribosomal RNA, partial sequence 

eltaproteobacteria; Myxococcales; Nann 

1406271 1406313 3 45 gi 


gi 


Persephone 


Sphingobacter 


224581425 


1122944 11244 
Lactobac 


illus. 
253680770 


NA, partial sequence 1128958 1130397 Ricke 


1190944 11924 


lla. 
228715480 


1198618 12000 
Fle 


iales; 
228715350 


osomal RNA, partial sequence 1209193 12106 
acteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Hali 

1220380 1220422 3 45 gi|219878362|ref|NR_025501.1 
6S ribosomal RNA, partial sequence 1219617 12211 
bacillales; Carnobacteriaceae; Allofustis. 

1241693 1241729 3 39 gi|219878120|ref|NR_025259.1 
train Az-Ful 16S ribosomal RNA, partial sequence 1240965 124241 
acteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihyd 

1285100 1285142 3 45 gi|219846054|/ref|NR_025644.1 
ain YKJ-115 16S ribosomal RNA, partial sequence 1284334 128584 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 

1286657 1286699 3 45 gi|219846053|ref|NR_025643.1 
in YKJ-101 16S ribosomal RNA, partial sequence 1285891 128739 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 

1294248 1294290 3 45 gi| 228715348 |ref|NR_027520.1 
rain PA 231 16S ribosomal RNA, partial sequence 1293463 129495 
cteria; Firmicutes; Bacillales; Staphylococcus. 

1297159 1297201 3 45 gi|219857534|ref|NR_025122.1 
bosomal RNA, partial sequence 1296399 12978 
lales; Bacillaceae; Bacillus. 

1315432 1315474 3 45 gi| 228716557 |ref|NR_027552.1 
train DSM 10 16S ribosomal RNA, partial sequence 1314657 131617 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1318543 1318585 3 45 gi| 228715349 |ref|NR_027521.1 

coagulans strain GA 211 16S ribosomal RNA, partial sequence 


228715347 
artia 
ales; Stap 
228715346 
partial se 
es; 
228721340 
sequence 
oteobacter 


228720860 
uence 
bacteria; 


228720131 
quence 
ostridiale 
228715764 
uence 
bacteria; 


219857153 


1404010 14055 


219857143 


cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


Firmicutes; 


1 seq 


Staphy 


ref |NR_027206.1 
63 Lactobacillus 


ref 
ttsi 


NR_028018.1 
a rickettsii 


06 Persephonella 
ref |NR_027533.1 


xiba 
ref 


cteraceae; D 
NR_027522.1 


ref 
uenc 
hylo 
ref 
quen 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
lococcus. 
ref|NR_027605.1 
1339181 134062 
ia; Rhodospirill 
ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_027589.1 
1356004 135748 
s; Clostridiacea 
ref |NR_027539.1 
1396599 139803 
Rhizobiales; Met 


ref |NR_024781.1 


; Haliangiaceae; 


Bacillales; 


Lactobacillus antri 
antri Bacteria; 


Rickettsia rickettsii 
Bacteria; 


teobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

1150838 1150880 3 45 gi| 253680756 |ref|NR_028004.1| Thalassospira 
n QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
acteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 

1152394 1152432 1 39 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

1191683 1191725 3 45 gi|228715750|ref|NR_027538.1| Persephonella marina 


marina EX-H1l Bacteria; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 
ocystineae; 


Haliangium. 


ref|NR_024771.1 
1405568 140698 


Acetobacter 
1 Acetobacter 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


692312 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


692312 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


692312 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


692312 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


692312 Bacteria_16S 


ATCC 
ATCC 


49176 strain 
49176 Bacter 


692312 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


692312 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


692312 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


692312 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


692312 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


692312 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


692312 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


692312 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


692312 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


692312 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


692312 Bacteria_16S 


1418387 1418429 3 45 gi 


ridia; Clostridiales; Clostridiales Fa 
1419883 1419925 3 45 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1433818 1433860 3 45 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 
1477768 1477810 3 


gi 


45 gi 


bacillales; Lactobacillaceae; Lactobac 
1479339 1479381 3 45 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1509536 1509577 71 113 gi 
paracasei strain R094 16S ribosomal RN. 


paracasei Bacteria; Firmicutes; Lactob 
1511046 1511088 3 45 gi 
GIFU 12707 16S ribosomal RNA, complet 


Firmicutes; Lactobacillales; Aeroc 
1513915 1513957 3 45 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1526052 1526094 3 45 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1544407 1544445 1 39 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1554886 1554928 3 45 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1562303 1562345 3 45 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1581833 1581887 3 57 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1583386 1583428 3 45 gi 


ia; 


Viridibacillus. 
45 gi 


lales; Planococcaceae; 


1584941 1584983 3 


Viridibacillus. 
45 gi 


lales; Planococcaceae; 
1586496 1586538 3 
osomal RNA, partial sequence 
laceae; Bacillus. 

1588057 1588099 3 45 gi 
Enterococ 
45 gi 


bacillales; Enterococcaceae; 
1614023 1614065 3 


16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1635314 1635356 3 45 gi 


n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1636776 1636818 3 45 gi 


omal RNA, partial sequence 
laceae; Bacillus. 

1638267 1638309 3 
omal RNA, partial sequence 
laceae; Bacillus. 

1651952 1651994 3 45 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1661193 1661235 3 45 gi 


45 gi 


224581446 


16S ribosomal RNA, partial sequence 1417633 14190 


mily XI. I 
224581445 


1419106 14206 


224581433 


1433051 14345 


219878440 


6S ribosomal RNA, partial sequence 1476987 14785 


illus. 
219878381 
ete sequen 
ococcus. 
219846290 
A, partial 
acillales; 
219846273 
e sequence 
occaceae; 
219878119 


1513128 15146 


219857499 

15252 
; Lactobac 
219857262 


1543657 15451 


cteriaceae 
219857209 
nce 15541 
illus. 

219846143 
uence 

aceae; Ano 
219878490 
al sequenc 
ria; Rhodo 
219878489 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


219878487 


1585730 15872 


219878486 


16S ribosomal RNA, partial sequence 1587284 15887 


cus. 
219878467 
16132 
idiales Fa 
219878453 
ce 16345 
coccus. 

219878452 


1636012 1637452 Bacil 


219878451 


1637503 1638932 Bacil 


219878441 
partial se 
cillaceae; 
219878434 


macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 


ref |NR_027228.1 


ncer 
ref 


tae Sedis; H 
NR_027227.1 


ref|NR_027215.1 


ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025520.1 
ce 1478573 148010 


ref 
seq 


NR_025880.1 
uence 150868 
Lactobacillacea 
ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref|NR_025258.1 


ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref |NR_024893.1 
; Arenibacter. 
ref |NR_024837.1 
24 1555535 Anoxyb 


ref|NR_025733.1 

1561538 156291 
xybacillus. 
ref|NR_025629.1 
e 1581111 158256 
varius. 
ref |NR_025628.1 


ref|NR_025627.1 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref 
quen 


NR_025580.1 
ce 165119 
Bacillus. 
ref |NR_025573.1 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Lactobacillus jensenii 
acillus jensenii 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Rhodovarius 
8 Rhodovarius 


Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 


italicus Bacteria; 


Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Planococcus 

occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Bacillus 
2 1652677 Bacillus 


1660434 166191 


Sporosarcina 
6 Paenisporosarcina 


692312 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


692312 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


692312 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; G 


692312 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


692312 Bacteria_16S 


entericus strain 
entericus Bacteri 


692312 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


692312 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


692312 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain SE3104 16S 
Proteobacteria; A 


692312 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


692312 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


692312 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


692312 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


692312 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


692312 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


692312 Bacteria_16S 
16S ribosomal RNA, partial sequence 1945009 19464 


strain LMG 17489 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


1685510 1685552 3 45 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1690059 1690101 3 45 
in M8 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; 
1706988 1707042 3 57 
bosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


gi 
seque 
Plano 


gi 


Clostridiaceae; 


1706248 17077 
Clostridiu 


219878418|ref|NR_025557.1| Bacillus aeolius 
1684753 1686155 Bacillus aeolius Bacteria; 

219878414] ref|NR_025553.1] Planococcus 

nce 1689286 1690816 Planococcus rifietoensis 

coccus. 

219878403|ref|NR_025542.1| Clostridium diolis 


30 Clostridium diolis Bacteria; 
m. 


1737417 1737455 1 39 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
ibosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
ammaproteobacteria; Oceanospirillales; Oleispira. 

1757345 1757383 1 39 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
ibosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

1764856 1764898 3 45 gi|219878361|ref|NR_025500.1| Streptococcus 
CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

1808747 1808789 3 45 gi|219878330|ref|NR_025469.1| Planococcus 
n CMS 260r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
ria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

1837730 1837772 3 45 gi|219878310|ref|NR_025449.1| Lactobacillus 
in DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1839293 1839335 3 45 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
6S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

1843960 1844002 3 45 gi|219878306|ref|NR_025445.1| Isobaculum melis 
S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
bacillales; Carnobacteriaceae; Isobaculum. 

1851544 1851586 3 45 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 

ribosomal RNA, partial sequence 1850849 1852130 Roseospira navarrensis Bacteria; 
lphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

1854481 1854523 3 45 gi|219878298|ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

1857433 1857475 3 45 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
6S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
bacillales; Carnobacteriaceae; Trichococcus. 

1871220 1871262 3 45 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
1891278 1891320 3 45 gi 
lales; Bacillaceae; Bacillus. 


1892799 1892841 3 45 gi 


train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
1903396 1903438 3 45 gi 


bosomal RNA, partial sequence 


bacillales; Aerococcaceae; Facklamia. 


lales; Bacillaceae; Bacillus. 
1960940 1960982 3 45 gi 
16S ribosomal RNA, partial sequence 


bacillales; Enterococcaceae; Vagococcu 


692312 Bacteria_16S 


strain 581 
Firmicutes; 


16S r 
Bacil 


1870444 18719 


16S ribosomal RNA, partial sequence 1890504 18919 


1902626 19040 


219878221 
19601 
s. 


1974416 1974458 3 45 gi 
ibosomal RNA, partial sequence 


lales; Planococcaceae; Marinibacillus. 


219878212 


75 Geobacillus vulcani Bacteria; 


219878270|ref|NR_025409.1]| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 

219878269|ref|NR_025408.1| Bacillus 

tial sequence 1892040 1893527 Bacillus 

laceae; Bacillus. 

219878261|ref|NR_025400.1| Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


1912091 1912133 3 45 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
lales; Planococcaceae; Ureibacillus. 

1929035 1929073 1 39 gi|219878242|ref|NR_025381.1| Moritella profunda 
ibosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1930571 1930609 1 39 gi|219878241|ref|NR_025380.1| Moritella abyssi 
ibosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1941065 1941107 3 45 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
lales; Bacillaceae; Bacillus. 

1945774 1945816 3 45 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


ref|NR_025360.1 
67 1961603 Vagoco 


Vagococcus fessus 
ccus fessus Bacteria; 


ref|NR_025351.1| Marinibacillus marinus 


1973642 1975164 Marinibacillus marinus Bacteria; 


692312 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


692312 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


692312 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


692312 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


692312 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


692312 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


692312 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


692312 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


692312 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


692312 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


692312 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


692312 Bacteria_16S 


orisratti strain 
orisratti Bacteri 


692312 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


692312 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


2040132 2040174 3 45 gi 


ibosomal RNA, partial sequence 


ribosomal RNA, 
lales; 


partial sequence 
Bacillaceae; Bacillus. 

2169596 2169638 3 45 gi 
ain FTR1 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; Ca 
2186270 2186312 3 45 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2231646 2231688 3 45 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
2266914 2266956 3 45 gi 
ibosomal RNA, partial sequence 


qu 
rm 


nc 
e; 


nc 
Pe 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


692312 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


219878168 


n 2992-95 16S ribosomal RNA, partial sequence 2039358 204086 
ria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 
2083254 2083296 3 45 gi|219878134|ref|NR_025273.1 
ATCC 33200 16S ribosomal RNA, partial sequence 2082477 208396 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
2087873 2087914 72 114 gi|219878131|ref|NR_025270.1 
m strain BSA 16S ribosomal RNA, partial sequence 2087053 208849 
m Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desul 
2115107 2115149 3 45 gi| 219857658 |ref|NR_025247.1 


2114343 21158 


lales; Planococcaceae; Planococcus. 

2124210 2124252 3 45 gi|219857652|ref|NR_025241.1 
ribosomal RNA, partial sequence 2123444 21249 
lales; Bacillaceae; Bacillus. 

2125766 2125808 3 45 gi|219857651|ref|NR_025240.1 


2125001 21265 


219857622 
ence 

obacteri 
219857608 


e 


e 


lales; Bacillaceae; Geobacillus. 
2285294 2285336 3 45 gi| 219857542 |ref|NR_025130.1 
54 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 


lales; Bacillaceae; Bacillus. 

2312367 2312409 3 45 gi|219857521|ref|NR_025109.1 
in 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobac 
tes; Bacillales; Bacillaceae; Geobacillus. 

2313872 2313914 3 45 gi|219857520|ref|NR_025108.1 
in T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salini 
tes; Bacillales; Salinicoccus. 

2381961 2382003 3 45 gi|219857472|ref|NR_025060.1 


2381197 23827 


lales; Bacillaceae; Bacillus. 

2398634 2398676 3 45 gi|219857461|ref|NR_025049.1 
SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporos 
tes; Bacillales; Planococcaceae; Sporosarcina. 

2404746 2404788 3 45 gi| 219857457 |ref|NR_025045.1 
S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

2426350 2426392 3 45 gi| 219857441 |ref|NR_025029.1 


2425586 24269 


Carnoba 
219857578 


rsephone 
219857555 
2266147 22676 


NR_025307.1 


ref|NR_025211.1 

2168820 217030 
aceae; Carnobact 
ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025166.1 
13 2232371 Persep 
lla. 
ref 


21855 


22309 


NR_025143.1 


Dolosicoccus 
7 Dolosicoccus 


Lactobacillus 
3 Lactobacillus 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Carnobacterium 
5 Carnobacterium 
erium. 

Carnobacterium 
acterium viridans 


Persephonella 
honella guaymasensis 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Geobacillus 
illus subterraneus 


Salinicoccus 
coccus alkaliphilus 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Sporosarcina 
arcina aquimarina 


Lactobacillus kimchii 
kimchii Bacteria; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


lales; Planococcaceae; Viridibacillus. 

2444355 2444397 3 45 gi|219857423|ref|NR_025011.1| Planomicrobium 
G07 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
tes; Bacillales; Planococcaceae; Planomicrobium. 

2448941 2448983 3 45 gi|219857420|ref|NR_025008.1| Alkalibacterium 
train WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
acteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

2452073 2452114 71 113 gi|219857418|ref|NR_025006.1| Seinonella 
in KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
eria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

2495746 2495787 71 113 gi|219857386|ref|NR_024974.1| Streptococcus 
ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2551157 2551199 3 45 gi|219857343|ref|NR_024931.1| Bacillus subtilis 

strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
pizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

2589575 2589617 3 45 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 

16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 


bacillales; Enterococcaceae; Enterococcus. 
2591154 2591196 3 45 gi|219857274|ref|NR_024905.1 
16S ribosomal RNA, partial sequence 2590379 2591887 Entero 
bacillales; Enterococcaceae; Enterococcus. 


Enterococcus cecorum 
coccus cecorum Bacteria; 


TGGGCGGATTTAGTCCTGTCCGTATCGAAGTAACGCGATAAGTTGACCGCCTGGGAACTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGCTTAATTCGAGGCAACGCGAAGAACCTTACCTGGGCTTGAAATATACCGGACCGGCTGTGAAAGCAGTCTTCTCTTCGGAGCTGGTAT 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTNCCGTGAGTGTTCGGTTAAGTCCGGCAACGAGCGCAACCCGTGTCATTAGTTGCCAACAGGTAATGCTGGGGACT 
CTAATGAGACTGCCTGTGTTAAGCAGGAGGAAGGCGCGGATGACGTCAAGTCAGTATGGCCCTTACGCCCAGGGCTGCACACGTGCTACAATGGGGGGTACAATG 
AGAAGCGAAGTCGCGAGGCGGACAAATCTACAAAACCTCTCTTAGTTCAGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAAATGCGTATCA 
GCTACGACGCATTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAGTTGATTNCACCCGAAATCGGTGATCTAACCTGCAAAGGAAGAAGC 
CGCCTAAAGTGTGGTCCATGACTGGGATAAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCT 
TAACACATGCAAGTCGAACGAGAAACTTATAAATGATCCTTCGGGTGAATCTATAAGCGGACAGTGGCGAACGGGTGAGTAACGCGTAGGTAACCAACCTCATGC 
AGGGGGATAGCCCAGGGAAACTTGGATTAAACCCGCATAAGACCACAGCACCGCATGGTGCAGGGGTAAAAACTCCGGTGGCATGAGACGGACCTGCGTCTTATT 
AGGTAGTTGGTGAGGTAACGGCTCACCAAGCCAACGATGAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGCGATGAAGGTTTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAAT 
GACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTCACTGGGCGTAAAGAGCACGTAGG 
CGGTTAATTAAGTCAGGTGTGAAAGTTTTCGGCTCAACCGGAAAAGTGCACTTGAAACTGGATAACTTGAGTATCGGAGAGGTAAGCGGAATTCCTAGTGTAGCG 
GTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTTACTGGACGATAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGGTAACTCAGTGCCGCAGTTAACACATTAAGTATTCCGCCTGGGGAGTACGCTCGCAAGAGTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTTGACCGCCTAA 
GAGATTAGGCTTTCCTTCGGGACAAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATG 
TTTAGTTACTAACATTCAGTTGAGGACTCTAGACAGACTGCCCTTGAAAGAGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTACGACCTGGGCTAC 
ACACGTGCTACAATGGTCTGTACAGAGGGTTGCGAAGCAGTGATGCTAAGCTAATCTCAAAAAGCAGATCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATG 
AAGTCGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTAACACCCGAAGC 
CAGTGAGCTAACCATTAGGAGGCAGCTGTCGAAGGTGGGATCAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGGAGCTTACGTTTTGAAGTTTTCGGATGGATGAATGTAAGCTTAGTGGCGGACGGGTGAGTAACACGTGAGC 
AACCTGCCTTTCAGAGGGGGATAACAGCCGGAAACGGCTGCTAATACCGCATGATGTTGCGGGGGCACATGCCCCTGCAACCAAAGGAGCAATCCGCTGAAAGAT 
GGGCTCGCGTCCGATTAGCCAGTTGGCGGGGTAACGGCCCACCAAAGCGACGATCGGTAGCCGGACTGAGAGGTTGAACGGCCACATTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGTCTTCGGATTGTAAACCTCTGT 
CTTTGGGGAAGAAAATGACGGTACCCAAAGAGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGT 
GTAAAGGGAGCGTAGGCGGGATGGCAAGTAGAATGTTAAATCCATCGGCTCAACCGGTGGCTGCGTTCTAAACTGCCGTTCTTGAGTGAAGTAGAGGCAGGCGGA 
ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTAGGTGTGGGGGGACTGACCCCTTCCGTGCCGCAGTTAACACAATAAGTAATCCACCTG 
GGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCGGCGTAATAGCCTAGAGAGTAGGTGAAGCCCTTCGGGGCATCCAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTATTATTAGTTGCTACGCAAGAGCACTCTAATGAGACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGACCTGGGCTACACACGTACTACAATGGCACTAAAACAGAGGGCGGCGACACCGCGAGGTGAAGCGAATCCCAGAAAAAGTGTCTCAGTTCAGATTG 
CAGGCTGCAACCCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTCCGGGTAACACCCGAAGCCAGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAAC 
ACATGCAAGTCGAGCGGCAGCGGAAAGTAGCTTGCTACTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACT 
GGAAACGGTAGCTAATACCGCATGACCTCGCAAGAGCAAAGTGGGGGACCTTCGGGCCTCACGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTA 
ATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCATCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGCAGTCGTGTTAATAGCAC 
GATTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAG 
GTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTA 
CGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCACAGAACTTAGCAGAGATGCTTCGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCCAGCGGACCACATAAAGTCTGTCGTAGTCCGGATTGGA 
GTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGTTTACTACTTTGCCGGCGAGCGGCGGACGGGTGA 
GTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATGACCTCGTAAGAGCAAAGTGGGGGACCTTCGGGCCTCACGC 
CATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAG 
ACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAA 
AGCACTTTCAGCGAGGAGGAAGGCAGTCGTGTTAATAGCACGATTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAA 
ACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAA 
AGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTG 
GCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACTTAGCAGAGATGCTTTAGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAG 
AGCAAGCGGACCACATAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCA 
TGACTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGG 
AAAGTAGTTTACTACTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCAT 
GACCTCGCAAGAGCAAAGTGGGGGACCTTCGGGCCTCACGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCC 
CTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGAT 
GCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGGGTTGAGTTTAATACGCTCAATCATTGACGTTACTCGCAGA 
AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCA 
GATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAG 
ATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
TGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACTTAGCAGAGATGCT 


692312 Bacteria_16S 


strain ATCC 51266 
Firmicutes; 


mcmeekinii strain 
Bacteria; 


Firmicutes; 
692312 Bacteria_16S 


Bacillales; 


2592728 2592770 3 
16S ribosomal RNA, partial sequence 
Lactobacillales; 


692312 Bacteria_16S 2621960 2622002 3 


2634126 2634168 3 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial 


alkanoclasticum Bacteria; 
692312 Bacteria_16S 
manihotivorans strain OND 32 16S ribosomal RNA, 
manihotivorans Bacteria; 
692312 Bacteria_16S 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; 
692312 Bacteria_16S 


Firmicutes; 


Firmicutes; 


Firmicutes; 


2673477 2673518 71 


2697263 2697305 3 


2704902 2704944 3 


kitasatonis strain JCM 1039 16S ribosomal RNA, partial 


kitasatonis Bacteria; 
692312 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


strain SHK-1 16S 
Proteobacteria; 


692312 Bacteria_16S 


strain SIR-1 16S 
Proteobacteria; 


692312 Bacteria_16S 


Firmicutes; 


Bacillaceae; 


2712357 2712399 3 
ibosomal RNA, partial sequence 
lales; 
692312 Bacteria_16S 2713800 2713842 3 


ribosomal RNA, partial sequence 


2727581 2727623 3 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 
hydrogeniphila Bacteria; Aquificae; Aquificales; 
692312 Bacteria_16S 2730630 2730672 3 


ribosomal RNA, partial sequence 


2732155 2732197 3 


psychrotolerans strain M13-2 16S ribosomal RNA, partial 


psychrotolerans Bacteria; 
692312 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


strain DSM11031 1 
Firmicutes; Bacil 
strain IFO15566 1 
Firmicutes; Bacil 
strain IFO15718 1 
Firmicutes; Bacil 
IFO15715 16S ribo 
Bacillales; Bacil 
strain JCM9731 16 


Firmicutes; Bacil 


692312 Bacteria_16S 
S ribosomal RNA, partial sequence 
lales; 
692312 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


strain JCM 6484 1 
Firmicutes; 


strain JCM 9989 1 
Firmicutes; 


vitulinus strain 
vitulinus Bacteri 


s Bacteria; 
692312 Bacteria_16S 


lales; 
692312 Bacteria_16S 


Clostridia; 
692312 Bacteria_16S 


Clostridia; 
692312 Bacteria_16S 

ATCC 51145 16S ribosomal RNA, partial 
a; Bacillales; 
692312 Bacteria_16S 


Firmicutes; 


Bacillaceae; 


Bacillaceae; 
2875999 2876041 


6S ribosomal RNA, partial sequence 


Bacillaceae; 
2879145 2879187 


somal RNA, partial sequence 2878366 
laceae; 
692312 Bacteria_16S 


Bacillus. 
2880711 2880753 


S ribosomal RNA, partial sequence 
lales; 


Bacillaceae; 
2882264 2882306 


Bacillaceae; 
2888208 2888262 


2889730 2889784 


2907980 2908022 


Firmicutes; 
2909526 2909568 


2869677 2869719 3 


Firmicutes; 
2871257 2871299 3 
6S ribosomal RNA, partial sequence 
lales; 
692312 Bacteria_16S 2872834 2872876 3 
6S ribosomal RNA, partial sequence 
lales; 
692312 Bacteria_16S 


Bacillus. 
3 57 gi 
Eubacteriaceae; 


3 57 gi 


2881499 28830 


219856864 


6S ribosomal RNA, partial sequence 2887459 28889 
Clostridiales; 


Eubacteriu 
219856863 


6S ribosomal RNA, partial sequence 2888980 28904 
Clostridiales; 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


pasteuri Bacteria; 


692312 Bacteria_16S 


Firmicutes; 
2911070 2911112 


Bacillales; 


lugdunensis strain ATCC 43809 16S ribosomal RNA, partia 


lugdunensis Bacteria; 
692312 Bacteria_16S 


Firmicutes; Bac 
2912612 2912654 


Eubacteriaceae; Eubacteriu 
3 45 gi|219856851 
sequence 
Staphylococcus. 
3 45 gi| 219856850 
Staphylococcus. 
3 45 gi| 219856849 
1 sequence 
illales; Staphylococcus. 
3 45 gi| 219856848 


strain ATCC 43959 16S ribosomal RNA, partial sequence 


Bacteria; 


Firmicutes; 


Bacillales; 


Staphylococcus. 


29118 


45 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
2591938 2593451 Enterococcus dispar Bacteria; 
Enterococcaceae; Enterococcus. 
45 gi|219857251|ref|NR_024881.1| Planomicrobium 
S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Planococcaceae; Planomicrobium. 
45 gi|219857236|ref|NR_024864.1| Planomicrobium 
sequence 2633347 2634791 Planomicrobium 
Bacillales; Planococcaceae; Planomicrobium. 
113 gi|219857207|ref|NR_024835.1| Lactobacillus 
complete sequence 2672606 2674164 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
45 gi|219857190|ref|NR_024818.1]| Anoxybacillus 


01 Anoxybacillus 


Bacillales; Bacillaceae; Anoxybacillus. 
45 gi|219857185|ref|NR_024813.1| Lactobacillus 
sequence 2704122 2705627 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
45 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
2711598 2712985 Bacillus vietnamensis Bacteria; 
Bacillus. 
45 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
2713036 2714515 Enhygromyxa salina Bacteria; 
Deltaproteobacteria; Myxococcales; Enhygromyxa. 
45 gi|219857169|ref|NR_024797.1| Persephonella 
2726822 2728328 Persephonella 
Hydrogenothermaceae; Persephonella. 
45 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
2729867 2731350 Plesiocystis pacifica Bacteria; 
Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 
45 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
sequence 2731401 2732858 Marinilactibacillus 
Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 
45 gi|219856878|ref|NR_024697.1| Bacillus 
s strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
45 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
2870477 2872006 Bacillus vallismortis Bacteria; 
Bacillus. 
45 gi|219856876|ref|NR_024695.1| Bacillus niacini 
2872057 2873582 Bacillus niacini Bacteria; 
Bacillus. 
3 45 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
2875223 2876748 Bacillus mojavensis Bacteria; 
Bacillus. 
3 45 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
2879894 Bacillus flexus Bacteria; Firmicutes; 
fe) 45 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
2879945 2881448 Bacillus carboniphilus Bacteria; 
Bacillus. 
3 45 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 
m. 
ref|NR_024682.1| Eubacterium budayi 
51 Eubacterium budayi Bacteria; 


m. 
ref|NR_024670.1| Staphylococcus 

2907194 2908690 Staphylococcus 
ref|NR_024669.1| Staphylococcus 


2908741 2910234 Staphylococcus 
ref |NR_024668.1 


2910285 291177 


Staphylococcus 
6 Staphylococcus 


ref|NR_024667.1| Staphylococcus kloosii 
27 2913320 Staphylococcus kloosii 


692312 Bacteria_16S 2914156 2914198 3 45 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

692312 Bacteria_16S 2915699 2915741 3 45 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

692312 Bacteria_16S 2917241 2917283 3 45 gi|219856845|ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

692312 Bacteria_16S 2929248 2929290 3 45 gi| 219856837 |ref|NR_024656.1| Terasakiella pusilla 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

692312 Bacteria_16S 2945993 2946034 71 113 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

692312 Bacteria_16S 2999064 2999106 3 45 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

692312 Bacteria_16S 3000638 3000680 3 45 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

692312 Bacteria_16S 3009711 3009753 3 45 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

692312 Bacteria_16S 3024803 3024845 3 45 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

692312 Bacteria_16S 3035433 3035487 3 57 gi|219846899|ref|NR_026491.1]| Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 3036956 3037010 3 57 gi|219846898|ref|NR_026490.1| Clostridium 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 3038510 3038552 3 45 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

692312 Bacteria_16S 3041554 3041596 3 45 gi|219846895|ref|NR_026487.1| Facklamia languida 
strain 1144-97 16S ribosomal RNA, partial sequence 3040796 3042268 Facklamia languida Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

692312 Bacteria_16S 3049210 3049252 3 45 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
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mia hominis Bacteria; 


Magnetospirillum 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
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692312 Bacteria_16S 3408170 3408208 3 41 gi|219846640|ref|NR_026232.1 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 340888 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syn 
Syntrophobacter. 

692312 Bacteria_16S 3421643 3421681 1 39 gi|219846630|ref|NR_026222.1 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 342232 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseu 
Pseudoalteromonas. 

692312 Bacteria_16S 3426087 3426125 1 39 gi| 219846627 |ref|NR_026219.1 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 342676 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoal 
Pseudoalteromonas. 
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halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 


692312 Bacteria_16S 3679609 3679651 3 45 gi|219846451|ref|NR_026042.1 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 368032 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricke 
Rickettsia; spotted fever group. 

692312 Bacteria_16S 3723253 3723295 3 45 gi|219846419|ref|NR_026010.1 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 372398 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 3781329 3781371 3 45 gi|219846376|ref|NR_025967.1 
strain RB 16S ribosomal RNA, partial sequence 3780594 37820 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

692312 Bacteria_16S 3797889 3797927 1 39 gi|219846364|ref|NR_025955.1 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 37986 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cyclocla 
692312 Bacteria_16S 3811550 3811592 3 45 gi| 219846355 |ref|NR_025946.1 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnob 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

692312 Bacteria_16S 3844993 3845035 3 45 gi|219846332|ref|NR_025922.1 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 38456 

Firmicutes; Bacillales; Staphylococcus. 

692312 Bacteria_16S 3846473 3846515 3 45 gi|219846331|ref|NR_025921.1 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 384718 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricket 
Rickettsia; spotted fever group. 

692312 Bacteria_16S 3847963 3848005 3 45 gi|219846330|ref|NR_025920.1 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Ricket 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Ric 
spotted fever group. 

692312 Bacteria_16S 3849453 3849495 3 45 gi|219846329|ref|NR_025919.1 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 38501 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

692312 Bacteria_16S 3872221 3872263 3 45 gi|219846314|ref|NR_025904.1 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 38729 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

692312 Bacteria_16S 3873808 3873850 3 45 gi|219846313|ref|NR_025903.1 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
692312 Bacteria_16S 3930614 3930656 3 45 gi|219846274|ref|NR_025864.1 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 393132 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
692312 Bacteria_16S 3932158 3932200 3 45 gi|219846272|ref|NR_025862.1 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 393277 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella 
692312 Bacteria_16S 3952621 3952659 1 39 gi| 219846257 |ref|NR_025847.1 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 39533 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
692312 Bacteria_16S 3960058 3960100 3 45 gi|219846252|ref|NR_025842.1 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 39607 

Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 3969063 3969105 3 45 gi|219846246|ref|NR_025836.1 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeos 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillacea 
692312 Bacteria_16S 3993876 3993918 3 45 gi|219846229|ref|NR_025819.1 
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Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
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692312 Bacteria_16S 
strain SGT-39 16S 


4069322 4069360 3 41 
ribosomal RNA, partial sequence 


gi 
406 


219846173 


8567 40 


ref|NR_025763.1 


Aquicella lusitana 


70048 Aquicella lusitana Bacteria; 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

692312 Bacteria_16S 4072368 4072409 71 113 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

692312 Bacteria_16S 4093647 4093685 1 39 gi|219846157|ref|NR_025747.1| Arenibacter certesii 


strain KMM 3941 16S ribosomal RNA, partial sequence 409 
Bacteroidetes; Flavobacteria; 
692312 Bacteria_16S 


campisalis strain 


Bacteria; 


Firmicutes; 


692312 Bacteria_16S 


Firmicutes; 
692312 Bacteria_16S 
strain 1843-02 16S ribosomal RNA, partial sequence 


Flavobacteriales; 
4131352 4131394 3 45 gi 
Bacillales; Planococcaceae; 
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4213968 4214006 1 39 gi 


219846065 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 


translucida Bacteria; 
Pseudoalteromonas. 
692312 Bacteria_16S 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial 


Proteobacteria; 


4215522 4215560 1 39 gi 


Gammaproteobacteria; 


Alt 


219846064 


seque 


ref|NR_025655.1 
4213214 421471 
eromonadales; 


ref|NR_025654.1 


nce 4214764 421626 


Lactobacillales; Enterococcaceae; Vagococcus. 
4197397 4197439 3 45 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
osomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 


Pseudoalteromonas 
3 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


paragorgicola Bacteria; 
Pseudoalteromonas. 
692312 Bacteria_16S 
hispanicus strain 
hispanicus Bacteria; 
692312 Bacteria_16S 
aquaticum strain 
Bacteria; 
692312 Bacteria_16S 


Firmicutes; 


5378 5414 


Proteobacteria; 


4224644 4224686 3 
DSM 5352 16S ribosomal RNA, partial sequence 
Salinicoccus. 
219846041 
4240469 4241874 Methylobacterium aquaticum 


Bacillales; 
4241180 4241222 3 

GR16 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


45 


45 


81 118 


strain R18 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
692312 Bacteria_16S 6840 6876 
strain M6 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
692312 Bacteria_16S 8297 8333 
strain V2 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
692312 Bacteria_16S 11102 11155 


Rhizobiales; 
81 118 
sequence 
Rhizobiales; 
81 118 
sequence 
Rhizobiales; 
3 56 


longreachensis strain 16910a 16S ribosomal RNA, c 


longreachensis Bacteria; 
Desulfovibrio. 
692312 Bacteria_16S 


25028 25081 


Proteobacteria; 


Deltapro 


3 56 


Gammaproteobacteria; Alteromonadales; 


gi 


gi 


219846055 


Pseudoalteromonadaceae; 


ref|NR_025645.1| Salinicoccus 
4223876 4225383 Salinicoccus 
ref 


NR_025631.1| Methylobacterium 


les; Methylobacteriaceae; Methylobacterium. 
gi|265679060|ref|NR_029368.1| Bartonella doshiae 
4584 5982 Bartonella doshiae Bacteria; 
Bartonellaceae; Bartonella. 
gi|265679059|ref|NR_029367.1| Bartonella taylorii 
6033 7437 Bartonella taylorii Bacteria; 
Bartonellaceae; Bartonella. 
gi|265679058|ref|NR_029366.1| Bartonella grahamii 
7488 8910 Bartonella grahamii Bacteria; 
Bartonellaceae; Bartonella. 
gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
omplete sequence 10342 11910 Desulfovibrio 


teobacteria; Desulfovibrionales; Desulfovibrionaceae; 
gi| 265679047 |ref|NR_029355.1| Clostridium 
24277 25711 Clostridium 


methylpentosum strain R2 16S ribosomal RNA, partial sequence 
Clostridiales; Clostridiaceae; Clostridium. 


methylpentosum Bacteria; 
692312 Bacteria_16S 83845 


Firmicutes; 
83882 


strain F 16S ribosomal RNA, partial sequence 83062 


Clostridia; Clostridiales; 


692312 Bacteria_16S 86872 86909 


Clostridia; 
3 40 


Ruminococcaceae; Anaerofilum. 


3 40 


gi 
84529 


pentosovorans strain Fae 16S ribosomal RNA, partial sequence 


pentosovorans Bacteria; 
692312 Bacteria_16S 


Firmicutes; 
161605 161658 


Clostridia; C 


3 56 


intestinale strain Catt39 16S ribosomal RNA, partial sequence 


intestinale Bacteria; 
692312 Bacteria_16S 


Firmicutes; 
182861 182914 


Clostridia; 


Clo 
3 56 


strain 6VI 16S ribosomal RNA, partial sequence 


Firmicutes; 
692312 Bacteria_16S 
strain ATCC 23391 


Clostridia; 
288092 288129 


692312 Bacteria_16S 346247 346300 
strain 39 16S ribosomal RNA, partial 
Firmicutes; Bacillales; 
692312 Bacteria_16S 362558 362602 
strain B7-43 16S 


692312 Bacteria_16S 
delbrueckii subsp. 


380516 380569 


Clostridiales; 


Paenibacillaceae; 


Clostridia 
3 40 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3 56 

sequence 
Breviba 

73 118 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


3 56 


265679007 
Anaerofilum agile Bacteria; 


Anaerofilum agile 
Firmicutes; 


NR_029315.1 


gi|265679005|ref|NR_029313.1| Anaerofilum 
86091 87556 Anaerofilum 
lostridiales; Ruminococcaceae; Anaerofilum. 
gi|265678955|ref|NR_029263.1| Clostridium 
160899 162283 Clostridium 
stridiales; Clostridiaceae; Clostridium. 
gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
182124 183612 Clostridium irregulare Bacteria; 
ceae; Clostridium. 
gi|265678868|ref|NR_029174.1| Mycoplasma felis 


287341 288773 Mycoplasma felis Bacteria; 


gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 

345474 346892 Brevibacillus reuszeri Bacteria; 
cillus. 

gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 


361716 363213 Desulfovibrio 
Desulfovibrionaceae; 
265678801 
indicus strain NCC725 16S ribosomal RNA, partial sequence 


gi 


putealis Bacteria; 
Desulfovibrio. 
NR_029106.1| Lactobacillus 
379741 381255 


ref 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


692312 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


692312 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


692312 Bacteria_16S 


satelles strain V 
satelles Bacteria 


692312 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


692312 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


692312 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


692312 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


692312 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


692312 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


692312 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


692312 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


692312 Bacteria_16S 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


692312 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


692312 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


692312 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


692312 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


692312 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


692312 Bacteria_16S 


51271 16S ribosom 
Firmicutes; Clost 


692312 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


692312 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


567636 567689 3 56 gi 


indicus Bacteria; 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 


ubrobacteridae; 
634145 634182 3 


Solirubrobacterales; C 
40 gi 


onexibacte 
265678628 


6S ribosomal RNA, partial sequence 633402 63487 


obacteriales; Fusobacteriaceae; Fusoba 
783676 783713 3 40 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
803638 803675 3 40 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

817367 817400 3 36 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
858311 858364 3 56 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
920896 920949 3 56 gi 
s strain RHS1 16S ribosomal RNA, parti 


, 


s Bacteria; Actinobacteria; Coriobacte 
; Slackia. 
994933 994970 3 40 gi 


strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

1046901 1046933 81 114 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1055906 1055938 81 114 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1126664 1126701 3 40 gi 

16S ribosomal RNA, partial sequence 

acteria; Deltaproteobacteria; Syntroph 
1301691 1301744 3 


56 gi 


cterium. 
265678523 
sequence 
s; Lachnos 
265678510 


802889 80433 


265678501 
nce 81658 
bacteroida 
265678473 
ce 85752 
ibrionales 
265678431 
al sequenc 
ridae; Cor 


265678381 
al sequenc 
tridiales; 


265678347 
uence 
ceae; Cera 
265678340 
uence 
ae; Parali 
253680772 
11259 
obacterale 


219846639 


16S ribosomal RNA, partial sequence 1300923 13024 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1304801 1304854 3 56 
ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1324709 1324762 3 56 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1358208 1358245 3 40 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1368762 1368815 3 56 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1436962 1437002 73 114 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1499016 1499053 3 40 gi 
al RNA, complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1670406 1670459 3 56 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1782917 1782953 3 40 gi 
16S ribosomal RNA, partial sequence 
teria; Fusobacteriales; Fusobacteriace 


gi 


692312 Bacteria_16S 


strain L1/68 16S 


s; Thermoa 


219846460 


1304017 13055 


s; Thermoa 


219878140 
sequence 
Thermoana 


228720055 
tial seque 
acteriales 
228718692 
ence 13679 
ibrionales 
224581430 
e 14361 
hermaceae; 
219846656 


1498269 1499735 Caton 


Catonella 
219878428 


1669639 16711 


Clostridiu 
219878348 

17821 
ae; Sneath 
219878243 


1927467 1927504 3 40 gi 
ribosomal RNA, partial sequence 


Firmicutes; 


ref |NR_028979.1 
3 Conexibacter 
raceae; Conexiba 
ref |NR_028933.1 
3 Fusobacterium 


ref |NR_028827.1 

782926 784381 
piraceae; Shuttl 
ref |NR_028813.1 


ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 


ref|NR_028683.1 
e 994185 995652 
Clostridiales F 


ref|NR_028649.1 

1046039 104752 
sibacillus. 
ref|NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


ref|NR_026231.1 


naerobacterales 


ref |NR_026051.1 


naerobacterales 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref 
nce 


NR_027588.1 

135754 
; Fusobacteriace 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref |NR_026248.1 
ella morbi ATCC 
ref|NR_025567.1 
m. 
ref|NR_025487.1 
75 1783536 Sneath 
ia. 
ref 


Lactobacillales; 


Lactobacillaceae; 


Conexibacter woesei 


woesei Bacteria; 


cter. 
Fusobacterium equinum 
equinum Bacteria; 


Shuttleworthia 

Shuttleworthia 
eworthia. 

Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 

Slackia 

Slackia 
oriobacterineae; 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Cerasibacillus 
2 Cerasibacillus 


Paraliobacillus 
2 Paraliobacillus 


Syntrophobacter 
phobacter wolinii 


eraceae; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Caldicellulosiruptor 

8 Caldicellulosiruptor 

hermoanaerobacterales 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Oceanithermus 
thermus profundus 


Catonella morbi ATCC 
51271 Bacteria; 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Sneathia sanguinegens 
ia sanguinegens 


NR_025382.1 


Ignatzsch 


Ignatzschineria larvae 


1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


ineria. 


692312 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain IBS 506 16 


strain H-8 16S ri 


Proteobacteria; Alphapro 
692312 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


692312 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


692312 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


692312 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


692312 Bacteria_16S 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


692312 Bacteria_16S 


thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 


692312 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


692312 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


692312 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


692312 Bacteria_16S 


sapomandens strai 
sapomandens Bacte 


692312 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


692312 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


692312 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


692312 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


692312 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


692312 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


2038651 2038683 81 114 


gi 


16S ribosomal RNA, partial sequence 2037802 20393 


lales; Bacillaceae; Virgibacillus. 
2075541 2075577 81 118 
S ribosomal RNA, partial sequence 


gi 


2154346 2154399 3 56 
bosomal RNA, partial sequence 
teobacteria; Rhodospirillales; 
2190953 2190985 81 114 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
2192450 2192482 81 114 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 
2198435 2198472 3 40 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2199934 2199971 3 40 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2208990 2209027 3 40 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216515 2216552 3 40 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2223995 2224048 3 56 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
ir. 


gi 


gi 


2236269 2236322 3 56 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


2279187 2279224 3 40 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

2282209 2282246 3 40 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2395706 2395742 81 118 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2429154 2429207 3 56 gi 
n DSM 3223 16S ribosomal RNA, partial 

ria; Firmicutes; Clostridia; Clostridi 
2450455 2450508 3 56 gi 


gi 


lales; Thermoactinomycetaceae; Laceyel 
2467149 2467186 3 40 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
2477564 2477601 3 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483565 2483602 3 40 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2527429 2527477 3 S1 gi 


Clostridiaceae; 
40 gi 


in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2574203 2574256 3 56 gi 


n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


2606506 2606559 3 56 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


692312 Bacteria_16S 
halotolerans strain NN 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


219878169 


219878139 


2074760 20762 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
692312 Bacteria_16S 


nellaceae; 
219857632 


2153652 21550 
etobacte 


Ac 
219857605 
ence 21901 
illus. 


219857604 


2191612 21930 


219857600 


2197691 21991 


219857599 


2199190 22006 


219857593 


2208244 22096 


219857588 


2215772 22172 


219857583 
ence 22232 
teriales; 


219857575 
quence 


eria; 


219857547 


2278443 22799 


219857545 

equence 

la 
219857463 


2394935 23963 


nellaceae; 
219857438 
sequence 
ales; 
219857419 


16S ribosomal RNA, partial sequence 2449732 24511 


la 
219857405 


2466381 24678 


Clostridiu 
219857398 


2476824 24782 


219857394 


2482825 24842 


219857359 
nce 25266 
occaceae; 

219857285 
uence 

ia; Desulf 


’ 


219857264 
nce 26057 
ibrionales 


2628191 2628223 81 114 gi 


tes; Bacillales; Bacillaceae; Gracilib 


219857246 


acillus. 


Desu 


smatacea 


Pept 


ref|NR_025308.1 
07 Virgibacillus 
ref|NR_025278.1 


tonella. 
NR_025221.1 


Bar 
ref 


raceae; Rubritep 
ref|NR_025193.1 
08 2191561 Amphib 


ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025188.1 


ref|NR_025187.1 


ref|NR_025181.1 


ref|NR_025176.1 


ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


ref|NR_025163.1 
2235498 223697 
lfovibrionales; 


ref|NR_025135.1 


ref |NR_025133.1 
2281465 228293 
e; Mycoplasma. 
ref|NR_025051.1 


Bartonella. 
ref|NR_025026.1 

2428395 242981 
ococcaceae; Desu 
ref|NR_025007.1 


ref|NR_024993.1 
m. 


ref|NR_024986.1 


ref|NR_024982.1 


ref |NR_024947.1 
73 2528174 Desulf 
Desulfotomaculum 
ref|NR_024916.1 

2573428 257495 
ovibrionales; De 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 


Virgibacillus proomii 
proomii Bacteria; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Amphibacillus 
acillus fermentum 


Amphibacillus tropicus 
tropicus Bacteria; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Desulfonatronum 
8 Desulfonatronum 


Desulfonatronumaceae; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 

Laceyella putida 


92 Laceyella putida Bacteria; 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Desulfotomaculum 

otomaculum alkaliphilum 
Desulfovibrio 

7 Desulfovibrio 

sulfovibrionaceae; 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 


ref|NR_024876.1 


Gracilibacillus 


2627322 2628862 Gracilibacillus halotolerans 


692312 Bacteria_16S 
train MAE2 16S ribosomal RNA, partial 


alkanoclasticum s 
alkanoclasticum B 


692312 Bacteria_16S 
n St55B 16S ribosomal RNA, partial seq 
Deinococcus-Thermus; 


desulfurans strai 
desulfurans Bacte 


692312 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


toyohensis strain 
TOBE Bacteria; Fi 


692312 Bacteria_16S 
rain SAGM1 16S ribosomal RNA, partial 


transvaalensis st 
transvaalensis Ba 


692312 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


cylindrosporum st 
cylindrosporum Ba 


692312 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


692312 Bacteria_16S 
rain ThAcOl 16S ribosomal RNA, partial 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


692312 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


hydroxybenzoicum 
hydroxybenzoicum 


692312 Bacteria_16S 
6S ribosomal RNA, partial sequence 3273522 32749 


strain DSM 3662 1 
Firmicutes; Clost 


692312 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


692312 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


692312 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


692312 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


692312 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


692312 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


692312 Bacteria_16S 


strain H152 16S r 
Proteobacteria; A 


692312 Bacteria_16S 


strain CNS 2-75 1 


2634202 2634237 78 


acteria; Firmicutes; 
2703520 2703560 73 


ria; 
2727655 2727695 77 
rain 29W 16S ribosomal 


2755756 2755809 3 


rmicutes; 
2794938 2794991 3 


Clostridia; 


cteria; Firmicutes; 
2994508 2994544 81 
n AF3.10 16S ribosomal 


3033906 3033959 3 
cteria; Firmicutes; 
3038589 3038621 81 
ribosomal RNA, partial 
bacillales; 
3050648 3050701 3 
cteria; 


Proteobacteria; 


3091339 3091376 3 


3110755 3110808 3 


Bacteria; Firmicutes; 
3274268 3274321 3 


16S ribosomal RNA, pa 


cteria; Aquificae; Aquificales; Hydrog 
692312 Bacteria_16S 
TOBE 16S ribosomal RNA, partial seque 


ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 
692312 Bacteria_16S 
rain HC-1 16S ribosomal RNA, partial s 


Enterococcaceae; 


S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
692312 Bacteria_16S 
strain BT 16S ribosomal RNA, partial s 


rtial sequence 


36104 


114 gi|219857236|ref|NR_024864.1| Planomicrobium 
sequence 2633347 2634791 Planomicrobium 
Bacillales; Planococcaceae; Planomicrobium. 
114 gi|219857186|ref|NR_024814.1| Oceanithermus 
uence 2702689 2704071 Oceanithermus 
Deinococci; Thermales; Thermaceae; Oceanithermus. 
118 gi|219857169|ref|NR_024797.1| Persephonella 
RNA, partial sequence 2726822 2728328 Persephonella 
enothermaceae; Persephonella. 
56 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
nce 2754990 2756495 Thermanaeromonas toyohensis 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
56 gi|219857120|ref|NR_024748.1| Alkaliphilus 
sequence 2794179 2795571 Alkaliphilus 
Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 
118 gi|219846927|ref|NR_026519.1| Agrobacterium 
RNA, partial sequence 2993732 2995168 Agrobacterium 
ia; Rhizobiales; Rhizobiaceae; 
56 gi|219846900|ref|NR_026492.1| Clostridium 
equence 3033166 3034644 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
114 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Vagococcus. 
56 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sequence 3049889 3051367 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
40 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Ignavigranum. 
56 gi|219846848|ref|NR_026440.1| Sporotomaculum 
equence 3110031 3111466 Sporotomaculum 
Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 
56 gi|219846738|ref|NR_026330.1| Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


ridia; Clostridiales; Eubacteriaceae; Eubacterium. 
3298634 3298671 3 40 gi| 219846722 |ref|NR_026314.1| Blautia 
strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 
3379356 3379409 3 56 gi|219846663|ref|NR_026255.1| Desulfovibrio 
DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
ia; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

3434716 3434769 3 56 gi|219846620|ref|NR_026212.1| Corynebacterium 

CC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

3531789 3531842 3 56 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
omal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Sarcina. 

3533235 3533288 3 56 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
ridia; Clostridiales; Clostridiaceae; Sarcina. 

3609833 3609865 81 114 gi|219846499|ref|NR_026091.1| Planococcus kocurii 
16S ribosomal RNA, partial sequence 3608971 3610400 Planococcus kocurii Bacteria; 
lales; Planococcaceae; Planococcus. 

3611314 3611346 81 114 gi|219846498|ref|NR_026090.1| Planococcus citreus 


51 3611882 Planococcus citreus Bacteria; 


lales; Planococcaceae; Planococcus. 

3656673 3656709 81 118 gi|219846467|ref|NR_026059.1| Rhizobium giardinii 
ibosomal RNA, partial sequence 3655877 3657353 Rhizobium giardinii Bacteria; 
lphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

3684097 3684133 81 118 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
6S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
3754213 3754250 3 40 gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi 


692312 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


3755728 3755765 3 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
692312 Bacteria_16S 
strain PG43 16S ribosomal RNA, partial sequence 


3753459 37549 


40 gi| 219846395 


3754983 37564 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


32 Mycoplasma bovoculi Bacteria; 


ref|NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


692312 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


692312 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


692312 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


692312 Bacteria_16S 


strain F9251 16S 


Proteobacteria; Alphaproteobacteria; Rh 
692312 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


692312 Bacteria_16S 


strain NZP 2213 1 


Proteobacteria; Alphaproteobacteria; Rh 
692312 Bacteria_16S 


strain gal 1261 1 


3779870 3779907 3 40 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3831462 3831499 3 40 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3832890 3832927 3 40 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
3884681 3884718 3 40 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3894007 3894043 81 118 gi 
ribosomal RNA, partial sequence 
izobiales; Barto 
3930693 3930725 81 114 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3967637 3967673 81 118 gi 
comp 


gi 


6S ribosomal RNA, 
izobiales; 
3980537 3980573 81 118 


Phyll 
gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


692312 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


692312 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


692312 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


692312 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


692312 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


692312 Bacteria_16S 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


692312 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


692312 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


692312 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


692312 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


692312 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


692312 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


692312 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


692312 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


4066339 4066392 3 56 gi 
eltaproteobacteria; Desulfovibrionales 
4171568 4171600 81 114 gi 
S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
4230672 4230725 3 56 gi 
ubsp. thermosyntrophicum strain TPO 16 


692312 Bacteria_16S 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 


3779118 37805 


3883911 38853 


3893217 38946 


lete sequence 3966839 39683 


6S ribosomal RNA, partial sequence 3979744 39812 


16S ribosomal RNA, partial sequence 4065569 40669 


4170715 41722 


219846377 


219846341 
ence 38307 
coccaceae; 
219846340 
38321 
Ruminococ 
219846306 


219846299 


nellaceae; 
219846274 
1 sequence 
caceae; Pl 
219846247 


obacteriac 
219846238 


biaceae; R 
219846175 
; Desulfov 
219846099 


Ss. 
219846048 
S ribosoma 


ptococcaceae; Desulfotomaculum. 

3833 3869 3 39 gi| 265679061 
16S ribosomal RNA, partial sequence 3080 4533 
ammaproteobacteria; Legionellales; Legionellacea 

31131 31171 3 43 gi| 265679043 
S ribosomal RNA, partial sequence 30363 31864 
bacillales; Aerococcaceae; Facklamia. 

71991 72034 #70 114 gi| 265679016 
ain 592 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinom 
e; Pseudonocardia. 

73555 73598 70 114 gi| 265679015 
train 580 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actin 
e; Pseudonocardia. 

88290 88326 3 39 gi| 265679004 
n A 0404 16S ribosomal RNA, partial sequence 
ria; Bacteroidetes; Flavobacteria; Flavobacteria 

94457 94505 3 51 gi| 265679000 
bosomal RNA, complete sequence 93645 95214 
bacillales; Lactobacillaceae; Lactobacillus. 

96044 96080 3 39 gi| 265678999 
n Aspo2 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Deltaproteobacteria; Desulf 

155580 155611 81 113 gi| 265678959 
rain Al 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Clostridia; Clostridiales; C 

164678 164726 3 51 gi| 265678953 
strain L-12 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Lactobacillales; Lactobaci 

169353 169389 3 39 gi| 265678950 
ibosomal RNA, partial sequence 168553 16998 
ammaproteobacteria; Vibrionales; Vibrionaceae; V. 

255046 255085 78 118 gi| 265678892 
1 RNA, partial sequence 254252 255652 Afipi 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

269921 269957 3 39 gi| 265678880 


ref|NR_025968.1 


ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref|NR_025930.1 
73 3833552 Rumino 
cus. 


ref|NR_025896.1 


ref|NR_025889.1 
Bartonella. 
ref|NR_025864.1 
3929851 393132 
anomicrobium. 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025828.1 


hizobium/Agrobac 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025689.1 


ref 
1 RN 


NR_025638.1 
A, partial s 


ref |NR_029369.1 


e; Li 
ref 


egionella. 
NR_029351.1 


ref|NR_029324.1 
71176 72680 
ycetales; Pseudo 


ref |NR_029323.1 
72731 74244 
omycetales; Pseu 


ref |NR_029312.1 
87607 88985 
les; Flavobacter 
ref|NR_029308.1 
Lactobacillus 


ref |NR_029307.1 

95265 96764 
ovibrionales; De 
ref |NR_029267.1 

154728 156242 
lostridiaceae; C 
ref|NR_029261.1 

163866 165437 
llaceae; Lactoba 
ref|NR_029258.1 


ibri 
ref 
a br 


Oo. 
NR_029200.1 
oomeae Bacte 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus bromii 
coccus bromii Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Planomicrobium 
2 Planomicrobium 


Mesorhizobium loti 
loti Bacteria; 
um. 

Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Legionella erythra 


Legionella erythra Bacteria; 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Capnocytophaga 
Capnocytophaga 
iaceae; Capnocytophaga. 
Lactobacillus lindneri 
lindneri Bacteria; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Clostridium 

Clostridium 
lostridium. 

Lactobacillus 

Lactobacillus 
cillus. 

Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Afipia broomeae strain 
ria; Proteobacteria; 


ref|NR_029186.1 


269183 


Thermoanaerobacterium 
270620 


Thermoanaerobacterium polysaccharolyticum Bacteria; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Incert 


Firmicutes; 


ae Sedis; 


Clostridia; 
Thermoanaerobacterium. 


692312 Bacteria_16S 306452 306491 78 118 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

692312 Bacteria_16S 344763 344798 78 114 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 


Firmicutes; Lacto 


692312 Bacteria_16S 


strain PL7HG1 16S 


Enterobacteriales 


692312 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


692312 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


692312 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


692312 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


692312 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


692312 Bacteria_16S 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


692312 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


692312 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


bacillales; 
383605 383644 78 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
692312 Bacteria_16S 
asymbiotica subsp. 


400455 400491 3 


; Enterobacteriaceae; 


Lactobacillaceae; 


118 


Lactobac 


gi 


illus. 
265678799 


382807 38428 


ref|NR_029104.1 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


rhizobiaceae; Bradyrhizobium. 
39 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
rtial sequence 399669 401215 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


411315 411363 3 51 gi|265678780|ref|NR_029085.1| Lactobacillus 
GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
428405 428448 70 114 gi|265678769|ref|NR_029074.1| Corynebacterium 
in YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
506720 506763 70 114 gi|265678714|ref|NR_029019.1| Pseudonocardia 
DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 
512720 512768 3 51 gi|265678710|ref|NR_029015.1]| Streptococcus 
CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
518752 518788 3 39 gi|265678706|ref|NR_029011.1| Photorhabdus 
- kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
e; Photorhabdus. 
523425 523468 70 114 gi|265678703|ref|NR_029008.1| Pseudonocardia 
ain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 


acteria; Actinobacteridae; Actinomycet 


524915 524958 70 


$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


543153 543189 3 


ales; Pseudonocardineae; Pseudonocardiaceae; 

114 gi|265678702|ref|NR_029007.1| Corynebacterium 
e 524146 525550 Corynebacterium ciconiae 
ales; Corynebacterineae; Corynebacteriaceae; 

39 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 


osomal RNA, partial sequence 


Deferribacterales; 


692312 Bacteria_16S 


strain CIP 10556 
Proteobacteria; 


546221 546257 3 


39 


542382 54390 


Deferribacteraceae; 


gi 


6 16S ribosomal RNA, 
Gammaproteobacteria; 


partial sequence 


692312 Bacteria_16S 
aquilae strain S-613 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 


692312 Bacteria_16S 
ain CPW406 16S ribosomal RNA, partial 
Flavobacteria; 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


692312 Bacteria_16S 


strain BCH 16S ri 


teria; 


552470 552513 


566144 566180 3 
Bacteroidetes; 


597611 597647 3 


39 


39 


bosomal RNA, partial sequence 


gi 


gi 


F 


Deferriba 
265678688 
54547 


ales; Cory 


265678675 
sequence 


lavobacter 


265678654 


596871 59824 


0 Deferribacter 
cter 
ref 


NR_028993.1 


neba 


ref 


iale 


ref 


5 546925 Enter 


565378 56682 


fo} 


cterineae; C 
NR_028980.1 
3 
t 


s; Flavobac 


NR_028959.1 


abyssi Bacteria; 


Enterobacter kobei 
bacter kobei Bacteria; 


Enterobacteriales; Enterobacteriaceae; Enterobacter. 
70 114 gi|265678684|ref|NR_028989.1| Corynebacterium 
e 551703 553077 Corynebacterium aquilae 


orynebacteriaceae; 
Chryseobacterium 
Chryseobacterium 


eriaceae; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

692312 Bacteria_16S 623477 623520 70 114 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

692312 Bacteria_16S 675125 675168 70 114 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
692312 Bacteria_16S 706535 706583 3 51 gi|265678578|ref|NR_028883.1| Dorea longicatena 


strain 111-35 16S 
Firmicutes; Clos 


ribosomal RNA, partial sequence 


705889 70720 


tridia; Clostridiales; Lachnospiraceae; 


Dorea. 


4 Dorea longicatena Bacteria; 


692312 Bacteria_16S 723444 723480 3 
luminescens subsp. 

Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 


laumondii strain TT01 16S ribosomal RNA, partial sequence 


39 265678566 Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 


gi NR_028870.1 


Photorhabdus. 


TCGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGT 
TGCCAGCACGTAATGGTGGGAACTCAAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACA 
CGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCAAGCGGACCACATAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAG 
TCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGG 
TAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAAC 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGTTTACTACTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGA 
TGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATGACCTCGTAAGAGCAAAGTGGGGGACCTTCGGGCCTCACGCCATCGGATGAACCCAGATGGGAT 
TAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCATCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGG 
CAGTCGTGTTAATAGCACGATTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGA 
ATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAG 
AGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAG 
TCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAAC 
CTTACCTACTCTTGACATCCACAGAACTTAGCAGAGATGCTTCAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCAAGCGGACCACATAAAGTCT 
GTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCGAACGTTGGCGGCGCGCCTAACACATGCAAGTCGTGGGGCAGCAGGCCACTTCTTCGGGAGTGGTGCT 
GGCGACCGGCGAACGGGTGAGTAACACGTAGCTGACCTACCCCAGGGATGGGGATAACCCTCCGAAAGGGGGGCTAATACCCAATAACGAGCCCTGTATAATGAT 
GGGGTTCCAAAGGCCTACGGGCGCCCTGGGATGGGGCTGCGTCCCATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGACGGGTAGCCGGCCTGAGAGG 
GTGGCCGGCCACAGTGGGACTGAGACACGGCCCGCACCCCTACGGGGGGCAGCAGTGGGGAATATTGGGCAATGGCCGAAAGGCTGACCCAGCGACGCCGCGTGG 
TGGAAGAAGCCCTTCGGGGTGTAAACACCTGTCAGGGGGGAAGATGATGACGGTACCCCCAGAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGTCCCGAACGTTGCGCGAAATTACTGGGCGTAAAGGGTCCGTAGGCGGTCTGGTAAGTGGAAGGTGAAAGCCCACGGCTCAACCGTGGAATTGCCTTCCAAA 
CTGCTGGACTTGAGGGCGGAAGAGGTCGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCGACTGGGACGC 
ACCTGACGCTGAGGGACGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACGATGGGTGCTAGATGTGGGCGGGGATATCCCGTCC 
GTGTCGTAAGCTAACGCGTTAAGCACCCCGCCTGGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTGACGGGGACCCGCACAACCGGTGGAGCGTCTGGTT 
TAATTCGATGCTAACCGAAAAACCTCACCAGGGCTTGACATGCGGTGTGTCGTGCCCGAAAGGGTGCTAGGTTACTCTTCGGAGTAACCGCGCCGCACAGGTGGT 
GCATGGCCGTCGTCAGCTCGTGCCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTGTGTTACCAGCGGGTGAAGCCGGGTACTCACAGGGG 
ACTGCCGGCGATAAGTCGGAGGAAGGAGGGGATGACGTCAGGTCAGTATGCCCTTTATGCCCTGGGCTACACAGGCGCTACAGTGGCAGGGACAAAGGGAAGCGA 
AGCCGCAAGGTGGAGCAAATCCCAAAAACCCTGTCGTGGTGCGGATTGGGGGTTGCAACTCACCCCCATGAAGGCGGAATCGGTAGTAATGGCGAATCAGCAATG 
TCGCCGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACGCCACGGGAGTTGGGTCCATCGGAAGTCCCCGGGCTAACCGTCTTCGGACGGAGGCAGGGG 
CCGATGATGGGCCTGGCGACTGGGGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACG 
CTGGCGGGATGCTTTACACATGCAAGTCGGACGGCAGCACGGGCTTCGGCCTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGG 
GGATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCACTATTGGAGCGGCCGATATCGGATTAGCTAG 
TTGGTGGGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGAAAGAAACGGCGCAG 
GCTAATATCTTGCGCAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGAGCTTAACTTTGGAACTGCATTTTTAACTACCGGGCTAGAGTGTGTCAGAGGGAGG 
TGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGCCTTGGTAGCGCAGCTAACGCGTGAAGTTGACCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTA 
CCCTTGACATGTCTGGAATCCCGAAGAGATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAACCCGATCGTAGTCCGGA 
TCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGGTTTTACCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCG 
GAAGGTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTG 
GCGGCGTGCCTAACACATGCAAGTCGAGCGGGCCTGCCAAGGCGTTATGTTTTGGCAGGTTAAGCGGCGGACGGGTGAGTAACGCGTGAGCAACCTACCCTTGAG 
ACAGGGATAACCCTGGGAAACCGGGGCTAATACCTGATATACTCTATTAGGGCATCCTGATGGAGGAAAGGCGAAAGCCGCTCAAGGATGGGCTCGCGTCCCATC 
AGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAACGACGCCGCGTGAGCGAAGAAGCCTTCGGGTCCTAAAGCTCGATAGTGTGGGAAGAAAGGA 
TGACGGTACCACACGAAAGCCCGGCTAACTACTTGCCAGCACCGCGGTAAGACGTAGCCAGCGTTGTCCGGAGTTACTGGGCGTAAAGGGCGCGTAGGCGGTTTA 
GCAAGTCAGGTGTAAAAGGCCACGGCTCAACCGTGGATATGCATCTGAAACTGCTGAGCTAGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAAT 
GCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCCCTGGACTGGCCCTGACGCTGAGGCGCGAGAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCTGTAAACGATGGGTGCTAGGTGTGGGGAGCGGAAGCTTTCCGTGCCGTAGGAAACCCAATAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGC 
CGAAAGGTGAGCGACCCTTTCTTATGGGAGGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCCTGCCTCTAGTTGCCATCGGGTAAAGCCGGGCACTCTAGAGGGACTGCCGTCGATAAGACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGCCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGGAGCGATCCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCA 
ACTCGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTG 
CAACACCCGAAGCCGGTGGCCCAACCGATAAGGAGGGAGCCGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCAAGGGGAAAGTCACTTCGGTGGCGATT 
ACACTGGCGCACGGGTGAGTAACGCGTGAGGAATCTACCATTAAGTTTGGGACAACATTCCGAAAGGGGTGCTAATACCGGATAATATACACATTCGCATGTTTG 
TGTAGGAAAGGCGGTTTCGGCTGTCGCTTTTTGATGATCTCGCGTATCATTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCTACGATGATTAGCCGGCCTGAG 
AGGGTGGCCGGCCACATAGGGACTGAGACACGGCCCTAACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGACCGAAAGGTTGACGCAGCGACGCCGCG 
TGTATGACGAAGGTTTTCGGATCGTAAAGTACTTTCAGCAGGGAAGAAATGGTTCAATAGTAACTGATTGAGTTTTGACGGTACCTGCAGAAGCAGCCCCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTTCGGAGTCACTGGGCGTAAAGCGCACGTAGGTGGATTATCAAGTCAGGAGTTAAAGGCAA 
CGGCTCAACCGTTGTAAGGCTTTTGAAACTGGTAGTCTAGAGTGTTGGAGAGGAATGCGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACAC 
CAGTTGCGAAGGCGGCATTCTGGCCAATAACTGACACTGAGGTGCGAGAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGATGGAT 
GCTAGGTGTTGGGGTTTATACGCCTCAGTGCCGAAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCTAACCGTAGAACCTTACCTGGGCTTGACATCCGTAGTCGTTTCTAGAGATAGAAATTTGCTCATCTTT 
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luminescens subsp 
Photorhabdus luminescens subsp. 


Enterobacteriales 


692312 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; 


suicloacalis stra 
suicloacalis Bact 
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strain ASpGl1 16S 
Spirochaetes; Spi 
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zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


692312 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


692312 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


G 
692312 Bacteria_16S 


725027 725063 3 39 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


ribosomal RNA, partial sequence 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826509 826548 78 118 gi 


265678565 


792094 79356 


sea. 
265678495 


825713 827158 Bosea 


RNA, part 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ref 
ial 


NR_028869.1 
sequence 


747527 747563 3 39 gi|265678548|ref|NR_028852.1| Acinetobacter gerneri 
ibosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

772899 772930 81 113 gi|265678531|ref|NR_028835.1| Atopostipes 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

792851 792887 3 39 gi| 265678517 |ref|NR_028820.1| Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


rochaetales; Spirochaetaceae; Spirochaeta. 
815900 815943 70 114 gi|265678502|ref|NR_028805.1| Pseudonocardia 
n 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
825007 825046 78 118 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref 
ene 


NR_028798.1 
ae Bacteria 


, 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

692312 Bacteria_16S 832675 832717 3 45 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

692312 Bacteria_16S 843266 843305 78 118 gi|265678484|ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

692312 Bacteria_16S 844781 844817 3 39 gi| 265678483 |ref|NR_028786.1| Samsonia erythrinae 


strain CFBP 5236 
Proteobacteria; 


singaporensis str 
singaporensis Bac 
Klebsiella. 
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yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 
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koreensis strain 
Bacteria; Firmicu 
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strain Greoux 11 
Bacteria; Proteob 
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oceanense strain 
Bacteria; Proteob 
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salivarius strain 
salivarius Bacter 
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caldoxylosilyticu 
caldoxylosilyticu 
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Sapovorans strain 
Bacteria; Firmicu 
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strain B1333 16S 
Firmicutes; Lacto 
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acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 
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auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
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G 
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ammaproteobacteria; Enterobacteriales; 
849225 849261 3 39 gi 
ain LX3 16S ribosomal RNA, partial seq 


16S ribosomal RNA, partial sequence 844000 84550 


2 Samsonia erythrinae Bacteria; 


Enterobacteriaceae; Samsonia. 
265678480|ref|NR_028783.1| Klebsiella 
uence 848542 849823 Klebsiella 


teria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

870615 870654 78 118 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
in B0O71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
eria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 

899224 899272 3 51 gi|265678445|ref|NR_028747.1| Paenibacillus 
Y¥C300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

903826 903862 3 39 gi| 265678442 |ref|NR_028744.1| Legionella gresilensis 
D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
acteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

924111 924158 70 118 gi|265678429|ref|NR_028731.1| Desulfofrigus 
ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

933234 933282 3 51 gi| 265678423 |ref|NR_028725.1| Lactobacillus 

HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

958115 958150 78 114 gi| 265678406 |ref|NR_028708.1| Geobacillus 
s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

993404 993440 3 39 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 

OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
tes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

996568 996599 81 113 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
bacillales; Carnobacteriaceae; Granulicatella. 

1026874 1026910 3 39 gi|265678360|ref|NR_028662.1| Desulfobacca 
n ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
ria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 

1031451 1031494 70 114 gi| 265678357 |ref|NR_028659.1| Micromonospora 
n TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

e; Micromonospora. 
1057400 1057439 78 118 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Rhodopseudomonas. 
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tukisamuensis Bac 
Nocardiaceae; Rho 
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strain DF-32 16S 


Actinobacteria; Actinoba 


Microbispora. 
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aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 
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strain AAFu3 16S 
Deferribacteres; 


692312 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 
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DSM 16795 16S rib 
Bacteria; Firmicu 


1058902 1058938 3 


teria; Deferribacteres; 


1070995 1071030 78 


16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
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teria; Actinobacteria; Actinobacterida 


dococcus. 
1108561 1108604 70 
ribosomal RNA, partial 


111 
n JCM 1 
ria; Actinobacteria; 
Collinsella. 
1149413 1149449 3 
ribosomal RNA, partial 
Deferribacterales; 
1173667 1173703 3 
16S ribosomal 
cteroidetes; 
1176744 1176783 78 
osomal 
tes; Clostridia; 


0004 1110040 3 


, 
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692312 Bact 
ATCC 29909 16S ri 
Bacteria; Proteob 
692312 Bact 
ATCC 33641 16S ri 
Bacteria; Proteob 
692312 Bact 
ATCC 43970 
Bacteria; 


16S ri 
Proteob 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 
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DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 
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DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 
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schoenbuchensis s 
schoenbuchensis B 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


692312 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 
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Magnetospirillum. 
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eria_16S 
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1185658 1185694 3 
bosomal 
acteria; 
1187169 1187205 3 
bosomal 
acteria; 
1188680 1188716 3 
bosomal 
acteria; 
1190191 1190227 3 


39 


114 


114 


114 
sequence 


cteridae; Actinomycetales; 


39 


0188 16S ribosomal RNA, partial 
Coriobacteridae; 


39 
sequence 


Deferribacteraceae; 


39 


RNA, partial sequence 
Flavobacteria; 


118 


RNA, partial sequence 
Clostridiales; 


39 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


39 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


39 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


39 


bosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Enteroba 
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13280 16S ribosomal RNA, partial seque 
Coriobacteridae; 


1203904 1203940 3 


1205411 1205447 3 
acteria; 
1208460 1208496 3 
acteria; 


1232625 1232664 78 


1256696 1256739 70 


16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycet 


1271835 1271882 70 
1 RNA partial sequence 
ia; Desulfobacterales; 
1339956 1339991 78 


1404870 1404905 78 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
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1430732 1430768 3 


39 


39 


osomal RNA, partial sequence 
Coriobacteridae; 


39 


osomal RNA, partial sequence 
Coriobacteridae; 


118 


train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
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Desulfobacterac 
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Flavobacte 


Coriobacteri 


Coriobacteri 


265678338 
quence 

les; Defer 
265678330 
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gi 
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265678327 
uence 


gi 


gi| 265678303 
1107766 11092 
Streptosporang 


265678302 
sequence 
Coriobacte 


gi 


gi| 253680757 
1148654 11501 
Geovibrio 
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11729 
s; Fl 
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gi 


Clost 


gi 
nce 
Coriobacteriales 
gi|228715355 
1204671 12061 


ales; Cori 


gi|228715352 
1207714 12091 
ales; Cori 


219878271 
quence 

cteria; Rh 
219857144 


gi 


gi 


ales; Cory 

gi| 219846399 
016 1272493 Desul 
eae; Desul 
228721340 
sequence 
oteobacter 


gi 


gi| 219857153 
1404010 14055 
ocystineae 
224581435 


e; Actinomycet 


ref |NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref |NR_028632.1 


llaceae; Tistrel 
ref |NR_028629.1 

1074605 107593 
ales; Coryne 


ref|NR_028605.1 
07 Microbispora 
ineae; Streptosp 
ref |NR_028604.1 

1109258 111072 
riales; Coriobac 


ref|NR_028005.1 


ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref|NR_027573.1 


tridium. 
NR_027546.1 


Clos 
ref 


erobacteriac 
NR_027545.1 


Ent 
ref 


erobacteriac 
NR_027544.1 


Ent 
ref 


erobacteriac 
NR_027543.1 


Ent 
ref 


Enterobacteriac 
ref|NR_027528.1 
62 1204620 Collin 
Coriobacterine 


, 


ref |NR_027527.1 
28 Collinsella 
obacterineae; 


Co 


ref|NR_027524.1 


Deferribacter 
3 Deferribacter 
eferribacter. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Rhodococcus 

5 Rhodococcus 

bacterineae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 
Collinsella 
0 Collinsella 


terineae; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Collinsella 
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ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


obacterineae; Co 
ref |NR_025410.1 

1231844 123328 
izobiales; Barto 
ref|NR_024772.1 
nebacterineae; C 
ref 
fone 
fonema. 
ref|NR_027605.1 

1339181 134062 
Rhodospirill 


NR_025990.1 
ma magnum Ba 


ia; 


ref|NR_024781.1 


; Ha 
ref 


liangiaceae; 
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riobacteriaceae; 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Magnetospirillum 
3 Magnetospirillum 


ales; Rhodospirillaceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Phocoenobacter uteri 


NR_027217.1 


strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 
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Corynebacterium. 
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Bacteria; Proteob 
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matsumotoense Bac 
Micromonosporacea 
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Bacteria; Proteob 
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strain CM243 16S 
Proteobacteria; A 


692312 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


692312 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


692312 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


692312 Bacteria_16S 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


692312 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


692312 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


692312 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


692312 Bacteria_16S 


strain vc 5 16S r 
Proteobacteria; A 


692312 Bacteria_16S 


1443091 1443127 3 39 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1490097 1490140 70 114 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


E 


al 


1494557 1494600 70 114 gi 
caeruleus strain DSM 44103 16S ribosomal 


Micromonosporineae; Micromonosporaceae; 


1495976 1496012 3 39 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1509467 1509515 3 51 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1512418 1512454 3 39 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1532177 1532220 70 114 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 

e; Micromonospora. 

1553350 1553386 3 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1572809 1572848 78 118 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1577311 1577347 3 39 gi 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 
1609576 1609624 3 51 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1615594 1615629 78 114 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1650473 1650512 78 118 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1652032 1652063 82 114 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1659648 1659684 3 39 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1674864 1674912 3 51 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
1745143 1745191 3 51 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1828614 1828649 78 114 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1840932 1840967 78 114 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1845521 1845556 78 114 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 


da 


A, 
ac 


st 


tL 
e; 


E 


le 


en 
lo 


pa 


11 


au 


ob 


pa 


ci 


on 


s 


oc 


qu 
a; 


al 
ct 


YP 


224581426 


16S ribosomal RNA, partial sequence 14423 
acteria; Gammaproteobacteria; Pasteurellales; Pa 
1452175 1452218 70 114 gi| 224581419 
n AA459 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
e; Micromonospora. 
1459523 1459559 3 39 gi| 224581413 


1458766 14602 


nterobac 


219846947 


14892 


es; Cory 


219846703 


RNA, pa 


Couchiop 


219846691 


14952 
les; Aer 


219846290 


partial 
illales; 


219878127 
1511717 15130 


eurellac 


219857427 


al seque 
Actinom 


219857220 


15525 
nterobac 


219857383 


15720 


s; Brady 


219846510 


ce 15765 
stridiac 


219878470 


rtial se 
ales; St 


219878466 
1614821 16162 


lobacter 


219878442 
1649700 16511 


acterace 


219878441 


rtial se 
llaceae; 


219878435 
1658880 16603 


aceae; G 


219878425 


equence 


Actinomyc 


219878377 


17443 
cus. 


219878317 


ence 
Rhodoba 


219878308 


sequenc 
obacilla 


219878305 
1844748 18461 


homonada 


1856065 1856108 70 114 gi 


ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref|NR_027200.1 

1451367 145284 
etales; Micromon 


ref |NR_027194.1 


Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 

Micromonospora 
3 Micromonospora 
osporineae; 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


teriaceae; Xenor 
ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


ref 
rtia 


NR_026295.1 
1 sequence 


lanes. 
ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref|NR_025266.1 


habdus. 
Corynebacterium durum 

bacterium durum 

orynebacteriaceae; 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 

Histophilus somni 


77 Histophilus somni Bacteria; 


Histophilus 
NR_025015.1 
153135 
Microm 


eae; 
ref 
nce 
ycetales; 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_026102.1 
77 1578067 Clostr 
eae; Clostridium 
ref|NR_025609.1 
quence 160886 
reptococcaceae; 
ref|NR_025605.1 


Micromonospora 
9 1532864 Micromonospora 
onosporineae; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Clostridium 
idium papyrosolvens DSM 

Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 

Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


acea 
ref 


e; Woodshole 
NR_025581.1 


a. 
Labrys monachus strain 


41 Labrys monachus Bacteria; 


ae; 
ref 

quen 

Bac 
ref 


Labrys. 
NR_025580.1 
ce 165119 
illus. 
NR_025574.1 


Bacillus 
2 1652677 Bacillus 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


rimontia. 
ref|NR_025564.1 

1674127 167557 
etales; Pseudono 


ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025456.1 

1827843 182926 
cterales; Hyphom 
ref |NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref |NR_025444.1 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Oceanicaulis 
6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Lactobacillus 
3 Lactobacillus 
lus. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


ceae; Maricaulis 


219878297 


capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 


ref |NR_025436.1 
1855266 185659 


Corynebacterium 
9 Corynebacterium 


capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


692312 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


692312 Bacteria_16S 


strain IMSNU 2200 


e; Corynebacterium. 
1859032 1859075 70 114 gi 
in CCUG 41823 16S ribosomal RNA, parti 


e; Corynebacterium. 
1866754 1866797 70 114 gi 
4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


692312 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


692312 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 


1889701 1889737 3 39 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1924433 1924476 70 114 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


eria; Actinobacteria; Actinobacteridae; 


219878295 
al sequenc 
; Actinomy: 
219878290 
18659 
omonospori 
219878272 
e 18889 
les; Phyll 
219878245 
quence 

Actinomyc 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


ref|NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025384.1 

1923611 192512 
etales; Pseudono 


Corynebacterium 
1 Corynebacterium 
acterineae; 


poraceae; Asanoa. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 


Pseudonocardiaceae; Pseudonocardia. 
692312 Bacteria_16S 1950422 1950465 70 114 gi 
spinosispora strain LM 141 16S ribosomal RNA, partial s 
spinosispora Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Pseudonocardia. 
692312 Bacteria_16S 1961019 1961050 81 113 gi 
strain m2661/98/1 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 
692312 Bacteria_16S 1990056 1990092 3 39 gi 
proteamaculans strain DSM 4543 16S ribosomal RNA, parti 
proteamaculans Bacteria; Proteobacteria; Gammaproteobac 
Serratia. 

692312 Bacteria_16S 
strain DSM 30063 
Proteobacteria; G 
692312 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; G 
692312 Bacteria_16S 
strain DSM 12358 
Proteobacteria; G 
692312 Bacteria_16S 
strain DSM 4594 1 
Proteobacteria; G 
692312 Bacteria_16S 
strain DSM 30118 
Proteobacteria; G 
692312 Bacteria_16S 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


219878228 
equence 


; Actinomy 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


219878221 
19601 


ref|NR_025360.1 
67 1961603 Vagoco 


Vagococcus fessus 
ccus fessus Bacteria; 
Ss. 
219878202 
al sequenc 
teria; Ent 


ref|NR_025341.1 
e 1989290 199079 
erobacteriales; 


Serratia 
1 Serratia 
Enterobacteriaceae; 


1991604 1991640 3 39 gi| 219878201 
16S ribosomal RNA, partial sequence 1990842 19923 
ammaproteobacteria; Enterobacteriales; Enterobac 
1993147 1993183 3 39 gi| 219878200 
6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; Enterobac 
1994695 1994731 3 39 gi| 219878199 
16S ribosomal RNA, partial sequence 1993927 19954 
ammaproteobacteria; Enterobacteriales; Enterobac 
1996230 1996266 3 39 gi|219878198 
6S ribosomal RNA, partial sequence 1995493 19969 
ammaproteobacteria; Enterobacteriales; Enterobac 
1997775 1997811 3 39 gi| 219878197 
16S ribosomal RNA, partial sequence 1997016 19985 
ammaproteobacteria; Enterobacteriales; Enterobac 
1999314 1999350 3 39 gi| 219878196 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragi 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragi 
692312 Bacteria_16S 2000848 2000884 3 39 gi| 219878195 
proteus strain 42 16S ribosomal RNA, partial sequence 20000 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
692312 Bacteria_16S 2002384 2002420 3 39 gi| 219878194 
strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 


ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref|NR_025339.1| Serratia fonticola 

76 Serratia fonticola Bacteria; 
teriaceae; Serratia. 

ref|NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 

ref |NR_025337.1| Rahnella aquatilis 

65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 

ref |NR_025336.1| Proteus vulgaris 

10 Proteus vulgaris Bacteria; 
teriaceae; Proteus. 

ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 

a. 
ref|NR_025334.1| Obesumbacterium 

96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 

692312 Bacteria_16S 2003916 2003952 3 39 gi|219878193|ref|NR_025332.1| Budvicia aquatica 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

692312 Bacteria_16S 2017640 2017675 78 114 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

692312 Bacteria_16S 2024981 2025017 3 39 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

692312 Bacteria_16S 2027982 2028018 3 39 gi|219878177|ref|NR_025316.1| Pectobacterium 
carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 


Enterobacteriales 


692312 Bacteria_16S 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


; Enterobacteriaceae; Pectobacterium. 


2030997 2031040 70 114 gi 
DSM 20132 16S ribosomal RNA, partial s 


e; Corynebacterium. 


692312 Bacteria_16S 
simulans strain UCL553 16S ribosomal RNA, partial sequence 


2037086 2037129 70 114 


gi 


a; Actinobacteria; Actinobacteridae; Actinomycet 


219878175 
equence 


219878170 


NR_025314.1 
2030195 203163 


ales; Corynebact 


ref 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


NR_025309.1 


Corynebacterium 


2036284 2037751 Corynebacterium simulans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


692312 Bacteria_ 
paucivorans strai 
paucivorans Bacte 
692312 Bacteria_ 
xylanilyticus str 
xylanilyticus Bac 
692312 Bacteria_ 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
692312 Bacteria_ 
lymphophilum stra 


16S 2040211 2040242 81 113 gi 
ria; Firmicutes; 
16S 2070925 2070973 3 

ain XE 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; 
16S 2078617 2078660 70 114 gi 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 


16S 2080176 2080219 70 


51 gi 


114 gi 


n 2992-95 16S ribosomal RNA, partial s 
Lactobacillales; Aero 


complete seq 
Paeniba 


in DSM 4903 16S ribosomal RNA, partial 


219878168 
equence 
coccaceae; 
219878143 
uence 
cillaceae; 

219878137 
sequence 
Actinomyce 


219878136 
sequence 


NR_025307.1 
2039358 204086 
osicoccus. 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025276.1 

2077807 207932 
tales; Propioni 


ref|NR_025275.1 
2079371 208087 


b 


Dolosicoccus 
7 Dolosicoccus 


Thermobacillus 
8 Thermobacillus 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionimicrobium 
2 Propionimicrobium 


lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

692312 Bacteria_16S 2166588 2166631 70 114 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

692312 Bacteria_16S 2187789 2187825 3 39 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

692312 Bacteria_16S 2195405 2195448 70 114 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

692312 Bacteria_16S 2221134 2221173 78 118 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

692312 Bacteria_16S 2239292 2239328 3 39 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

692312 Bacteria_16S 2240803 2240839 3 39 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

692312 Bacteria_16S 2242314 2242350 3 39 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

692312 Bacteria_16S 2243825 2243861 3 39 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

692312 Bacteria_16S 2254599 2254623 91 115 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

692312 Bacteria_16S 2263826 2263862 3 39 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

692312 Bacteria_16S 2266989 2267024 78 114 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

692312 Bacteria_16S 2295807 2295846 78 118 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

692312 Bacteria_16S 2297273 2297312 78 118 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

692312 Bacteria_16S 2300238 2300277 78 118 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

692312 Bacteria_16S 2301706 2301745 78 118 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

692312 Bacteria_16S 2324598 2324641 70 114 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

692312 Bacteria_16S 2326022 2326058 3 39 gi|219857512|ref|NR_025100.1| Clostridium 


stercorarium sub 


Clostridiaceae; 


sp. 


Clostridium. 


leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 
Clostridium stercorarium subsp. 


2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


692312 Bacteria_16S 2342572 2342615 70 114 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
692312 Bacteria_16S 2356170 2356206 3 39 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

692312 Bacteria_16S 2382041 2382072 82 114 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

692312 Bacteria_16S 2406263 2406299 3 39 gi| 219857456 |ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

692312 Bacteria_16S 2417148 2417192 7 Si gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

692312 Bacteria_16S 2430621 2430657 3 39 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

692312 Bacteria_16S 2462508 2462544 3 39 gi|219857408|ref|NR_024996.1| Raoultella planticola 
strain ATCC 33531 16S ribosomal RNA, partial sequence 2461740 2463175 Raoultella planticola 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 
692312 Bacteria_16S 2473188 2473224 3 39 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

692312 Bacteria_16S 2494210 2494253 70 114 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

692312 Bacteria_16S 2495679 2495726 3 Si gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

692312 Bacteria_16S 2503184 2503220 3 39 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
692312 Bacteria_16S 2519883 2519919 3 39 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

692312 Bacteria_16S 2527517 2527544 91 118 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

692312 Bacteria_16S 2533625 2533664 78 118 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

692312 Bacteria_16S 2536619 2536654 78 114 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

692312 Bacteria_16S 2540712 2540747 78 114 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

692312 Bacteria_16S 2549710 2549749 78 118 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

692312 Bacteria_16S 2568108 2568147 78 118 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

692312 Bacteria_16S 2661477 2661513 3 39 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

692312 Bacteria_16S 2667377 2667420 70 114 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

692312 Bacteria_16S 2670425 2670468 70 114 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

692312 Bacteria_16S 2679481 2679529 3 51 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
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692312 Bacteria_16S 2880791 2880822 82 114 gi|219856871|ref|NR_024690.1 
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692312 Bacteria_16S 3097491 3097534 70 114 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

692312 Bacteria_16S 3100370 3100410 3 43 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Lactobacillales; Aerococcaceae; Facklamia. 

692312 Bacteria_16S 3103385 3103428 70 114 gi| 219846853 |ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 

692312 Bacteria_16S 3151440 3151476 3 39 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

692312 Bacteria_16S 3174319 3174355 3 39 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
692312 Bacteria_16S 3179013 3179056 70 114 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

692312 Bacteria_16S 3198896 3198931 78 114 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

692312 Bacteria_16S 3206331 3206374 70 114 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
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16S 3605251 3605287 3 39 gi| 219846503 


ATCC 33612 16S ribosomal RNA, partial sequence 


ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026287.1| Actinoplanes 
3334351 3335794 Actinoplanes 
cetales; Micromonosporineae; 


ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


’ 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


ref|NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 
omonosporineae; Micromonosporaceae; 


ref|NR_026279.1| Micromonospora 
50 3346425 Micromonospora aurantiaca 
omonosporineae; Micromonosporaceae; 


ref |NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


Salimicrobium album 
album Bacteria; 


ref |NR_026267.1 
41 Salimicrobium 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


ref |NR_026266.1 
3363492 336498 
obiales; Verruco 


ref|NR_026245.1| Rhabdochromatium 

93 Rhabdochromatium marinum Bacteria; 

Rhabdochromatium. 

ref|NR_026204.1| Clostridium viride 

86 Clostridium viride Bacteria; 

m. 

ref|NR_026167.1| Clostridium celatum 

49 Clostridium celatum Bacteria; 

m. 

ref|NR_026152.1 
3523483 352488 

les; Pseudonocar 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


ref|NR_026147.1 
na maxima Bacter 


Sarcina maxima strain 
ia; Firmicutes; 


ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 
ref|NR_026117.1| Legionella feeleii 
54 Legionella feeleii Bacteria; 

e; Legionella. 

ref|NR_026113.1| Clostridium 
partial sequence 3581316 3582832 


Clostridia; Clostridiales; 


Clostridium 
3 Clostridium 


ref|NR_026104.1 
3593717 359520 
ostridiaceae; Clostridium. 
ref|NR_026095.1|] Capnocytophaga 
3604483 3605971 Capnocytophaga 


sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Capnocytophaga. 


692312 Bacteria_1 
gingivalis strain 
gingivalis Bacter 
692312 Bacteria_1 
paratuberc 
avium subsp. para 
Corynebacterineae 
692312 Bacteria_16S 
tamworthensis str 


subsp. 


tamworthensis Bac 
Amaricoccus. 


692312 Bacteria_16S 


strain ATCC 15712 
Bacteria; 


wasabiae strain S 
Bacteria; 


Pectobacterium. 


692312 Bacteria_16S 
thermophilus stra 
thermophilus Bact 
692312 Bacteria_16S 
aerata str 


subsp. 
subsp. aerata Bac 
Streptosporangiac 


692312 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


692312 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


692312 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


692312 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


692312 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


692312 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


692312 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


692312 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


692312 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


692312 Bacteria_16S 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
692312 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


Proteob 
692312 Bacteria_16S 


Proteob 
692312 Bacteria_16S 
betavasculorum st 
betavasculorum Ba 


6S 3606788 3606824 3 39 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 
6S 3623025 3623071 71 118 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3655193 3655228 78 114 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


’ 


3667413 3667449 3 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3671932 3671968 3 39 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673441 3673477 3 39 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


e 


3678078 3678114 3 39 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3735008 3735051 70 114 gi 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
eae; Microbispora. 

3740790 3740838 3 51 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


e; 


al 


3767711 3767747 3 39 gi 
SEBR 2840 16S ribosomal RNA, partial 

ia; Proteobacteria; Deltaproteobacteria; 
3776798 3776834 3 39 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 


ne 


3788876 3788915 78 118 gi 


ia; Rickettsiales; Anaplasmataceae; Ehrl 
3802437 3802476 78 118 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3808489 3808528 78 118 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3850950 3850986 3 39 gi 
rain ATCC 35603 16S ribosomal RNA, par 
cc 35603 Bacteria; Firmicutes; Clostri 


Ss; 


ti 
di 


3881526 3881562 3 39 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
rs 


qu 
na 


3886215 3886263 3 51 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


s 
ct 


3895523 3895559 3 
ribosomal RNA, 


39 
complete sequence 


gi 


3897182 3897213 81 113 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
3903114 3903160 71 118 gi 


ce 
T. 


219846502 
s 
ob 
219846490 
pa 
Actinobac 
ob 
219846468 
se 
er 


219846459 


ct 
219846456 


ct 
219846455 
ti 
te 
219846452 
ue 
es 
219846411 
qu 


219846407 
ce 


219846386 


se 


219846379 


ob 


219846371 
3788062 3789489 Ehrli 


219846361 
3801626 38030 


219846357 
en 


ob 
219846328 


219846308 


219846305 


219846298 
3894733 38962 


219846297 


ref |NR_026094.1 

3606022 360747 
es; Flavobacteri 
ref |NR_026082.1 
quence 362222 
teridae; Actino 
acterium avium complex 
ref|NR_026060.1 

3654403 365582 
obacterales; Rho 


equence 
acterial 


rtial se 


( 


quence 
ia; Rhod 


ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 


36666 
eriales; 


36711 
eriales; 


al seque 
ria; Ent 


ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref |NR_026002.1 
ence 3734241 373565 
Actinomycetales; Strept 


nce 
Deferr 


v 


ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


37400 
es; Stre 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


quence 
Desulfo 


ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


e 37759 
acterale 


ref 
chia 


NR_025962.1 
muris Bacte 
ichia. 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref|NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref|NR_025918.1 
nce 385021 
ridi Rumino 


Helicob 


ce 38076 
acterale 


al seque 
a; Clost ales; 
ref|NR_025898.1 

3880766 388228 
rales; Thermoana 


ence 
erobacte 


ref|NR_025895.1 
3885428 388697 
sulfuromonadales 


equence 
eria; De 


ref|NR_025888.1 


ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 


38963 
etrageno 


219846293 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 
Amaricoccus 

6 Amaricoccus 

dobacteraceae; 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Deferribacter 
5 Deferribacter 
ferribacter. 
Microbispora rosea 
5 Microbispora rosea 
osporangineae; 


Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Thermodesulforhabdus 
desulforhabdus norvegica 


eraceae; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 

Campylobacter 

obacter helveticus 
aceae; Campylobacter. 
Bacteroides 

8 3851681 Bacteroides 
coccaceae; unclassified 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Geobacter 
3 Geobacter 
Geobacteraceae; 


, 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Tetragenococcus 
enococcus muriaticus 


ref|NR_025883.1 


Cryptosporangium arvum 


strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 


GATGAGAGCTATGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTTTTAGTTGCCATCA 
GGTAATGCTGGGCACTCTAAAGAGACAGCCGTCGATAAGGCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTAC 
AATGGTTCATACAGAGGGCAGCTAACTCGTGAGAGTACGCGAATCCCTTAAAGTGGATCTCAGTTCGGATTGTAATCTGCAACTCGATTACATGAAGCTGGAATC 
GCTAGTAATCGCAGGTCAGCTAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCGACCGTACCTGAAGCCGGTGGCCTA 
ACCTTTTAGGAGGGAGCCGTCTATGGTATAGTTGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGTGGNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGATTGAACGCTGGCGGAATGCTTACACATGCAAGTCGAACGGCAGCACGGGGGCAACCCTGGTGGCGAGTG 
GCGAACGGGTGAGTAATACATCGGAACGTGCCCAGTCGTGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGATCTCTGGATGAAAGCGGGGGACCGC 
AAGGCCTCGCGCGATTGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCTGCGATCTGTAGCTGGTCTGAGAGGACGACCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATTCCGCGTGCAGGATGAAGGCC 
CTCGGGTTGTAAACTGCTTTTGTACGGAACGAAACGCGCTGTGCTAATACCACGGCGTAATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGATGTAAGACGGATGTGAAATCCCCGGGCTCAACCTGGGA 
ACTGCATTTGTGACTGCATCGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAA 
TCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGTCC 
TTCACTGGATCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
ATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAATCCTGCAGAGATGCGGGGGTGCTCGAAAGAGAACCGTAACACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACC 
CGCGAGGGGGAGCTAATCCCATAAAACCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGTCGC 
GGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTTAATACATGCAAGGCGAAGGGGCAGCAATGTCACTGTCGTACGGGTGCGTAACGCGTATG 
CAACCTACCTATCACTGGGGGATAGCCCGGGGAAACCCGGATTAATACCGCATAAAACAGGGGCACCGCATGGTGATATTTGTTAAAGATTTATTGGTGATAGAT 
GGGCATGCGTTCGATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATCGATAGGGGAGCTGAGAGGTTGATCCCCCACACGGGCACTGAGATACGGGC 
CCGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGATGCAAGTCTGACCCAGCCATGCCGCGTGCCGGATGAAGGCCCTCAGGGTTGTAAACGGCTT 
TTATTCGGGAAGAAGAGCAGGGATGCGTCCTTGTGTGACGGTACCGAATGAATAAGCACCGGCTAACTCCGTGCCAAGCAGCCGCGGTAATACGGAGGGTGCGAG 
CGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGCCTGTTAAGTCAGTGGTGAAATACGGTTGCTCAACAATCGAGGTGCCATTGATACTGCCGGCTTG 
AAATAATTGGAGGCTGCCGGAATGGATGGTGTAGCGGTGAAATGCATAGATATCATCCAGAACACCGATTGCGAAGGCAGGTGGCTACGATTTGTTTGACACTGA 
GGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGATGAGGACTCGCTGTTTGACGGTAACGTTGAGCGGCTTAGGGAAAC 
CGTTAAGTCCTCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGC 
GAGGAACCTTACCTGGGCTAAATCAGACAGGAATTATGCAGAAATGTGTAAGCCAGCAATGGCCTGTTTGAAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGGTTAGTTGCCAGCACGTAATGGTGGGGACTCTAGCCAGACTGCCTGTGCAAACAGAGAGGAAGGA 
GGGGACGACGTCAAGTCATCATGGCCCTTACGTCCAGGGCAACACACGTGCTACAATGGGCGGTACAGAGGGTTGCTACACAGCGATGTGATGCCAATCCCAAAA 
AGCCGTTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGTATCAGCTATGACGCGGTGAATACGTTCCCGGACCTTG 
TACACACCGCCCGTCAAGCCATGGGAGTCGGGGAGACCTGAAGCGGTAGGT TAAAGACACCGTTAGGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCTTGTTTAACACATGCAAGTTGTACGGGACGGATATTGAAGCGACTTTTCGGAGTGG 
TGGATATATTTGTTTAGTAGCGGACGGGTGAGTAATGCATGAGAACCTGCCCTTCAGAGGGGGACAACAGTTGGAAACGGTTGCTAATACCCCATATGCCGAGAG 
GTGAAAGGAGCGATCCGCTGAAGGAGTGGCTCATGTCCTATCAGCTAGTTGGTGAGGTAAGTGCTCACCAAGGCGATGACGGGTACCCGGCCTGAAAGGGCGACC 
GGCCACACTGGAACTGAGATACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGGAACCTGACCCACCGACGCCGCGTGAGGGAAGA 
AGGCCTTTGGNTCGTAAACCTCTGTTGTATGGGAAGAAGGAAGTGACGGTACCATACGAGGAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GGACGAGCGTTGTCCGGAATTATCGGGCGTAAAGGGCGCGCAGGCGGATATTTAAGTCAGCTGTTAAAGTCATGGGCTCAACTCATGGATGCGGTTGAAACTGGG 
TATTTAGAGTGCTGGAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGCCAGCAACTG 
ACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGAATGCTAGGTGTGGGTGTCGAGAGGCATCCGTGCCG 
GAGTTAACGCGATAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCG 
ATGCAAACCGAAGAACCTTACCTAGGTTTGACATGTACGTGGTACGGATCTGAAAGGAGAAGGACCTAGCCTTCGGGCAAGGAGCGTACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCATCCAGTTACCATCGAGTGAAGTCGGGGACTCTGGATGGACTGCCA 
ACGACAAGCTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGCCTAGGGCGACACACGTGCTACAATGGCCGATACAGCGGGAAGCTAGCCTGCG 
AAGGTATGTGGATCCCACAAAGTCGGTCTCAGTTCGGATTGCAGTGTGCAACTCGACTGCATGAAGGAGGAATCGCTAGTAATCGCGGATCAGCCAAGCCGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTACACCACCCGAGTTGGGTGCACCCGAAGCCGGAGGCTTAACCTTTCGAGGAAGGATCCGTCTAAGGTGTGT 
CTGGTGAGGGGGGTGAANTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCNTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGGTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGGGAAACTCCCTTTGGGGAGGAGTACCCAGCGGCGGACGGGTGAGTAACACGT 
GGGTAACCTGCCCTCCGGAGGGGGATAACCAGGGGAAACCCTGGCTAATACCCCATACGCTCCATCAACGCAAGTTGGTGGAGGAAAGGGGCGTTTGCCCCGCCG 
GAGGAGGGGCCCGCGGCCCATCAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACAGGGGCACTGAGAC 
ACGGGCCCCACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGCGGGACGAAGCCCTTCGGGGTGTAAAC 
CGCTGTGGCGGGGGAAGAATAAGGCAGGGAGGAAATGCCCTGCCGATGACGGTACCCCGCTAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGGGCAAGCGTTACCCGGATTTACTGGGCGTAAAGGGGGCGTAGGCGGCCTGGTGTGTCGGATGTGAAATCCCACGGCTCAACCGTGGGGCTGCATCCGAAAC 
TACCAGGCTTGGGGGCGGTAGAGGGAGACGGAACTGCCGGTGTAGGGGTGAAATCCGTAGATATCGGCAGGAACGCCGGTGGGGAAGCCGGTCTCCTGGGCCGAC 
CCCGACGCTGAGGCCCGAAAGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACGATGCCCACTAGGTGTGGGGGGATAATCCCTCCGTG 
CTGAAGCTAACGCGTTAAGTGGGCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCGTGTGGTTTAAT 
TGGATGCTAAGCCAAGAACCTTACCAGGGCTTGACATGCCGGTGGTACCTCCCCGAAAGGGGTAGGGACCCAGTCCTTCGGGACTGGGAGCCGGCACAGGTGGTG 
CACGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCCTAGTTGCCAGCGGTTCGGCCGGGCACTCTAGGGGGAC 
TGCCGGCGACGAGCCGGAGGAAGGAGGGGATGACGTCAGGTACTCGTGCCCCTTATGCCCTGGGCGACACACGCGCTACAATGGGCGGTACAATGGGTTGCGACC 
CCGCGAGGGGGAGCCAATCCCCAAAGCCGCCCTCAGTTCGGATCGCAGGCTGCAACCCGCCTGCGTGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCATGCCG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCACCCGAGTCGGGGGCTCCCGAAGACACCTGCCCCAACCCGAAAGGGAGGGGGGGTGTCGAG 
GGAGAACCTGGCGAGGGGGGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAATGCTGGC 
GGCGCGCCTAACACATGCAAGTCGAACGGCACCACCCTCGGGTGGAAGCAAGTGGCGAACGGCTGAGTAACACGTGGAGAACCCGCCCCCTCCTCCGGGATAGCC 
TCGGGAAACCGTGGGTAATACCGGATGACCCCGCAGGGCCGCATGGCCCTGCGGCAAAGCCCAGACGGGAGGGGATGCTCCGCGGCCCATCAGGTAGACGGCGGG 
GTGACGGCCCACCGTGCCGACGACGGGTAGCCGGGTTGAGAGACCGACCGGCCAGATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TCTTGCGCAATGGGGGGAACCCTGACGCAGCGACGCCGCGTGCGGGACGAAGGCCCTCGGGTCGTAAACCGCTTTCAGCAGGGATGAGACAAGACGGTACCTGCA 
GAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGACCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCAGGC 
AGGGGGTCAAATGGCGGGGCTCAACCCCGTCCCGCCCCCTGAACCGCCGGGCTCGGGTCCGGTAGGGGAGGGTGGAACACCCGGTGTAGCGGTGGAATGCGCAGA 
TATCGGGTGGAACACCGGTGGCGAAGGGGCCTCTGGGCCGAGACCGACGCTGAGGCGCGAAAGC TGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCCAGCC 
GTAAACGATGGACGCTAGGTGTGGGGGGACGATCCCTCCGTGCCGCAGCCAACGCATTAACGTCCCGCCTGGGAAGTACGGCCGCAAGGCTAAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGACCGTGAAGCCGGGAAGACCCGGTGG 
CCGAGAGGAGCGGTCACAGGTGGTGCAATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGCAACCCCCGCCGCATGTTGCCAGC 


692312 Bacteria_ 


strain Gl 16S ri 
Proteobacteria; 


692312 Bacteria_ 


yamanashiensis s 
yamanashiensis B 
Micromonosporace 


692312 Bacteria_ 


strain BN 126 16 
Proteobacteria; 


692312 Bacteria_ 


laevolacticus st 
laevolacticus Ba 


692312 Bacteria_ 


IAM 12464 16S ri 
Bacillales; Baci 


692312 Bacteria_ 


chungwhensis str 
chungwhensis Bac 


692312 Bacteria_ 


strain NRRL B-16 
Bacteria; Actino 


692312 Bacteria_ 


strain NRRL B-16 
Bacteria; Actino 


692312 Bacteria_ 


lechevalierae st 
lechevalierae Ba 
Glycomycetaceae; 


692312 Bacteria_ 


R-7190 16S ribos 
Bacillales; Baci 


692312 Bacteria_ 


strain R-6540 16 
Firmicutes; Baci 


692312 Bacteria_ 


stackebrandtii s 
stackebrandtii B 


692312 Bacteria_ 


strain SRL4225 1 
Proteobacteria; 


692312 Bacteria_ 


strain 50-1 BON 
Firmicutes; Clos 
Mahella. 


692312 Bacteria_ 


strain A828 16S 
Proteobacteria; 


692312 Bacteria_ 


salicampi strain 
Bacteria; Firmic 


692312 Bacteria_ 


strain 34633 16S 
Proteobacteria; 


692312 Bacteria_ 


strain F2R9 16S 
Proteobacteria; 


692312 Bacteria_ 
cyanea strain NA1 


Bacteria; Actino 
Saccharomonospor 


692312 Bacteria_ 
azurea strain NA1 


Bacteria; Actino 
Saccharomonospor 


692312 Bacteria_ 


guttiformis stra 
guttiformis Bact 
Sulfitobacter. 


692312 Bacteria_ 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


16S 3913665 3913701 3 39 gi| 219846285 |ref|NR_025875.1 
bosomal RNA, partial sequence 3912908 39143 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenor 
16S 3918064 3918107 70 114 gi| 219846282 |ref|NR_025872.1 
train YU 127-1 16S ribosomal RNA, partial sequence 3917267 391873 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
ae; Spirilliplanes. 

16S 3940857 3940896 78 118 gi|219846265|ref|NR_025855.1 
S ribosomal RNA, partial sequence 3940082 39414 
Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

16S 3958525 3958573 3 51 gi| 219846253 |ref|NR_025843.1 
rain M-8 16S ribosomal RNA, complete sequence 3957761 395924 
cteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolacto 
16S 3960138 3960169 82 114 gi|219846252|ref|NR_025842.1 


bosomal RNA, partial sequence 
llaceae; Bacillus. 

16S 4004356 4004404 3 51 gi 
ain BH030062 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacillac 
16S 4031676 4031719 70 114 gi 
327 16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomycet 
16S 4033226 4033269 70 114 gi 
153 16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomycet 
16S 4034780 4034823 70 114 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

16S 4040826 4040857 82 
omal RNA, partial sequence 
llaceae; Bacillus. 

16S 4042284 4042315 82 114 
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llales; Bacillaceae; Bacillus. 
16S 4043812 4043847 78 114 gi 
train K22-03 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Planoc 
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Cc 
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sequence 
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16S 4076840 4076876 3 39 gi 
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ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Barto 
16S 4209441 4209484 70 114 gi 
SF-20 16S ribosomal RNA, partial seque 
utes; Bacillales; Bacillaceae; Lentibac 
16S 4223181 4223220 78 118 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Brady 
16S 4235204 4235240 3 39 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 811 853 71 114 gi 
34 16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomycet 
a. 
16S 2350 2392 71 114 gi 
28 16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomycet 
a. 
16S 37161 37188 91 118 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


gi 


di 
e 


6S ribosomal RNA, partial sequence 4076074 40 


4107869 41092 


4222451 42238 
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776 
cte 
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219846146 


nellaceae; 
219846069 
nce 42085 
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219846056 
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i 

ales; Pseu 
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1539 
ales; Pseu 
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ial sequen 
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16S 38564 38591 91 118 gi 


dono 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Spirilliplanes 

6 Spirilliplanes 

monosporineae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


77 Bacillus firmus Bacteria; 


ref |NR_025812.1 

4003594 400502 
bacillus. 
ref|NR_025792.1 
56 4032350 Glyco: 
omycineae; Glyco 
ref|NR_025791.1 
01 4033899 Glyco 
omycineae; Glyco 
ref|NR_025790.1 
ence 403395 
ycetales; Glycom 
ref 
lus 


NR_025786.1 
fordii Bacte 


ref|NR_025785.1 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 

Bacillus firmus strain 
Firmicutes; 


Pontibacillus 
0 Pontibacillus 


Glycomyces algeriensis 


myces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


myces arizonensis 


mycetaceae; 

Glycomyces 
0 4035456 Glycomyces 
ycineae; 


Glycomyces. 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025758.1 


Planococcus 
9 Planococcus 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Mahella australiensis 


04 Mahella australiensis Bacteria; 


rales Family IV. 


ref|NR_025736.1 


Incertae Sedis; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Bartonella. 
ref|NR_025659.1 
91 4210111 Lentib 


ref |NR_025646.1 


Lentibacillus 
acillus salicampi 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Afipia. 
NR_025635.1 


ae; 
ref 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


teriaceae; Klebs 
ref |NR_029371.1 

1489 Saccha 
donocardineae; P 


ref |NR_029370.1 
3029 Saccha 
cardineae; P 


ref |NR_029347.1 
ce 36384 37736 


acterales; Rhodo 


265679038 
37787 


iella. 
Saccharomonospora 

romonospora cyanea 

seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Sulfitobacter 
Sulfitobacter 
bacteraceae; 


ref |NR_029346.1 
39128 Sulfit 
Sulfitoba 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 


692312 Bacteria_16S 46116 46158 71 114 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
692312 Bacteria_16S 68996 69038 71 114 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
692312 Bacteria_16S 97587 97625 3 41 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 
692312 Bacteria_16S 103769 103811 71 114 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 
692312 Bacteria_16S 108289 108331 71 114 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
692312 Bacteria_16S 112891 112937 71 118 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

692312 Bacteria_16S 114490 114536 71 118 gi| 265678986 |ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

692312 Bacteria_16S 116036 116078 71 114 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
692312 Bacteria_16S 117591 117633 71 114 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
692312 Bacteria_16S 141908 141950 71 114 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 


692312 Bacteria_16S 143392 143434 71 114 gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

692312 Bacteria_16S 146431 146458 91 118 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

692312 Bacteria_16S 147831 147873 71 114 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 


692312 Bacteria_16S 152453 152499 71 118 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 166243 166294 3 54 gi| 265678952 |ref|NR_029260.1| Clostridium tetani 


strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
692312 Bacteria_16S 189097 189151 3 57 gi|265678937|ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
692312 Bacteria_16S 199831 199873 71 114 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 
692312 Bacteria_16S 207553 207604 3 54 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
692312 Bacteria_16S 220053 220076 91 114 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 19184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
692312 Bacteria_16S 221468 221510 71 114 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
692312 Bacteria_16S 242947 242989 71 114 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 


ND 


novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 
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n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


Bacteria; 


259561 259588 91 
strain ITI-1157 16S ribosomal 


265495 265537 71 
16S ribosomal RNA, partial sequence 264725 26613 


118 gi 


RNA, par 


Proteobacteria; Alphaproteob 
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Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
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692312 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 
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etales; Corynebacterineae; Nocardiaceae; 
ref|NR_029197.1| Ruegeria 
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hodobacterales; Rhodobacteraceae; 
ref|NR_029189.1| Kutzneria viridogrisea 
4 Kutzneria viridogrisea Bacteria; 

eae; Pseudonocardiaceae; Kutzneria. 
ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 
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ref|NR_029121.1] Loktanella 
quence 357208 358614 Loktanella 
obacterales; Rhodobacteraceae; 
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ref |NR_029037.1| Mycobacterium 
478074 479572 Mycobacterium 


692312 Bacteria_16S 
boenickei strain 


Mycobacterium. 
692312 Bacteria_16S 


vestfoldensis strain R-9477 16S ribosomal RNA, 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 
692312 Bacteria_16S 


coryniformis subsp. torquens strain 30 16S ribosomal RNA, 
Lactobacillus coryniformis subsp. torqu 
Lactobacillus. 


Lactobacillaceae; 
692312 Bacteria_16S 
caspium strain M/ 
caspium Bacteria; 


692312 Bacteria_16S 


strain FI-0169 16S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; Actin 
Mycobacterium avium complex (MAC). 


692312 Bacteria_16S 


psychrotolerans strain WA101 16S riboso 
psychrotolerans Bacteria; Actinobacteri 


Mycobacteriaceae; 
692312 Bacteria_16S 


strain JR 16S ribosomal RNA, partial se 


Deferribacteres; 
692312 Bacteria_16S 


IMMIB R-145 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


692312 Bacteria_16S 


strain ID131577 16S ribosomal RNA, part 
Rubrobacteridae; 


Actinobacteria; 
692312 Bacteria_16S 


helgolandensis strain Hel 10 16S riboso 
helgolandensis Bacteria; 


Jannaschia. 
692312 Bacteria_16S 


tuberculostearicum strain Medalle X 16S 
tuberculostearicum Bacteria; Actinobact 
Corynebacteriaceae; Corynebacterium. 


692312 Bacteria_16S 


glaucum strain IMMIB R-5091 16S ribosomal RNA, 
glaucum Bacteria; Actinobacteria; Actin 
Corynebacteriaceae; Corynebacterium. 


692312 Bacteria_16S 


pyrenivorans strain 17A317A3 16S riboso 


pyrenivorans Bacteria; 


Mycobacteriaceae; Mycobacterium. 


692312 Bacteria_16S 


seriniphilus strain MBT-A4 16S ribosoma 


seriniphilus Bacteria; 
Paracoccus. 
692312 Bacteria_16S 
appendicis strain 


692312 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
692312 Bacteria_16S 


strain E846 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


692312 Bacteria_16S 


strain Muenster 2000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


692312 Bacteria_16S 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


692312 Bacteria_16S 


106/00/5 16S ribosomal 
Actinobacteria; Actin 
Corynebacteriaceae; Corynebacterium. 


IMMIB R-3491 16S ribo 
appendicis Bacteria; Actinobacteria; Ac 
Corynebacteriaceae; Corynebacterium. 


1406 16S ribosomal RN 
Bacteria; Actinobacteria; Actinobacteri 


480444 480486 71 


503671 503698 91 


508292 508326 78 


509752 509794 71 


531037 531079 71 


538676 538718 71 


567705 567747 71 


572261 572288 91 
Proteobacteria; 


5/3713 (573755. 71 


579607 579649 71 


581150 581192 71 
Actinobacteria; 
584218 584245 91 
Proteobacteria; 


608276 608318 71 


617626 617668 71 


625034 625076 71 


631180 631218 75 


637270 637312 71 


651117 651140 91 


W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


114 gi|265678731|ref 
47962 
Cory 

118 gi| 265678716 |ref 

partial sequence 

Rhodobac 

113 gi| 265678713 |ref 
complet 


114 


ens Bacteria; 


gi| 265678712 


RNA, partial sequence 


obacteridae; Act 


114 


al sequence 
omycetales; 


114 


mal RNA, partial 


omycetales; 


114 


118 


mal RNA, partial 
Alphaproteobacteria; 


114 


ribosomal RNA, 
eria; Actinobact 


114 


114 


mal RNA, partial 
Actinobacteridae; 


118 


114 


somal RNA, parti 
tinobacteridae; 


114 


A, partial sequence 
dae; Actinomycetales; 


114 


114 


114 


114 


Cory 


Cory 


partial 
obacteridae; Act 


gi| 265678698 


530243 53169 
nebacterineae; 


265678693 
sequence 


gi 


gi|265678674 


ial sequence 566874 56834 
Solirubrobacterales; 


265678671 
sequence 


gi 
265678670 


gi 


265678666 
sequence 


gi 


265678665 
sequence 


gi 


gi| 265678663 


1 RNA, partial sequence 
Alphaproteobacteria; 


gi| 265678646 


265678640 


gi 


gi| 265678635 


624219 62572 
nebacterineae; 


gi| 265678630 


gi| 265678626 


gi|265678617 


al sequenc 
Actinomycetale 


61679 
Coryneba 


63034 
Micrococ 


ref 


ref 


ref 


a; Actinobacteridae; Actinomycetales; 
Mycobacterium. 
543221 543263 71 114 gi|265678690|ref|NR_028995.1 
quence 542382 543900 Deferribacter 
Deferribacterales; Deferribacteraceae; Deferribacter. 
544729 544771 71 114 gi| 265678689 |ref|NR_028994.1 
sequence 543951 54542 


ref 


ref 


Rhodoba 


ref 


partial sequen 
eridae; Actino 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


In 


nebacterineae; 


502862 504310 
Rhodobacteraceae; 


e sequence 
Firmicutes; 


508981 510331 
inomycetales; 


4 Mycobacterium 


537853 539333 


3 Conexibacter 
Conexibacterace 


571472 572837 


578821 580286 
inomycetales; 


580337 581817 
Actinomyceta 


583422 584837 
Rhodobact 


e 607486 608955 


5 618320 Mycoba 


5 Mycobacterium 


9 631823 Kytoco 


NR_029036.1 


NR_029021.1 
terales; 


NR_029018.1 


NR_029017.1 
Corynebacter 
NR_029003.1 

Mycobacteri 


NR_028998.1 


Nocardiacea 
NR_028979.1 


ae; Conexiba 
NR_028976.1 


cterales; Rh 


NR_028975.1 
ce 572888 
mycetales; C 
NR_028971.1 
Corynebacter 
NR_028970.1 
les; Coryneb 
NR_028968.1 
erales; Rhod 
NR_028951.1 
s; Corynebac 
NR_028945.1 


cterineae; M 


NR_028940.1 


Mycobacteri 
NR_028935.1 


cineae; Derm 
NR_028931.1 


trasporangia 


ref 


urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 


urinaehominis Bacteria; 


Firmicutes; 


Mycobacterium 


3 481120 Mycobacterium boenickei 
Mycobacteriaceae; 


Loktanella 
Loktanella 


Lactobacillus 
507410 508930 


Lactobacillales; 


Corynebacterium 
Corynebacterium 
ineae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Deferribacter abyssi 
abyssi Bacteria; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 
nebacterineae; 


e; Nocardia. 
Conexibacter woesei 


woesei Bacteria; 


cter. 
Jannaschia 
Jannaschia 
odobacteraceae; 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Mycobacterium 
Mycobacterium 
acterineae; 


Paracoccus 
Paracoccus 
obacteraceae; 


Corynebacterium 
Corynebacterium 
terineae; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
ococcineae; 


ceae; Knoellia. 


NR_028922.1 
650305 


Lactobacillales; Aerococcaceae; Aerococcus. 


Aerococcus 
651625 Aerococcus 


692312 Bacteria_16S 


652498 652536 79 


118 


strain CK55 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


692312 Bacteria_16S 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial seque 


ridia; Clostridiales; 


661510 661540 82 


113 


gi 


651676 65311 
Clostridiaceae; 


gi 


pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgal 


692312 Bacteria_16S 


684029 684080 3 


54 


strain CK74 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


692312 Bacteria_16S 
EL-17a 16S ribosomal RNA, partial sequence 70441 
acteria; Actinobacteridae; Actinomycet 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


692312 Bacteria_16S 
strain 216 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actin 


Luteococcus. 


692312 Bacteria_16S 


strain gM-1 16S r 


Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


692312 Bacteria_16S 
train YIM 90007 16S ribosomal 
Saccharomonospora paurometabolica Bacte 
Pseudonocardineae; 
692312 Bacteria_16S 


paurometabolica s 


strain YIM90005 1 


Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


692312 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


692312 Bacteria_16S 


strain J72 16S ri 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


692312 Bacteria_16S 


ridia; Clostridiales; 


705194 705236 71 


708018 708060 71 


712621 712663 71 
ibosomal RNA, partial 


714180 714222 71 
acteria; Actinobacteri 
740350 740392 71 
Pseudonocardiaceae; 


774426 774468 71 
6S ribosomal RNA, part 


777551 777593 71 


donia. 
779063 779086 1 


780586 780625 3 
ribosomal RNA, partial 
789797 789839 71 


811293 811335 71 


Mycobacterium. 
814337 814360 1 


equence 
omycetales; 


sequence 
omycetales; 


114 


114 


114 


114 


114 


114 


114 


24 


42 
sequence 


114 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
692312 Bacteria_16S 
ain ATCC BAA-256 16S ribosomal RNA, partial sequ 
teria; Actinobacteria; Actinobacterida 


114 


gi 


683287 68472 
Clostridiaceae; 


gi 


gi 


707255 70861 
Prop 


gi 


711792 71330 
Corynebacterin 


gi 


E347 16S ribosomal RNA, partial sequence 
dae; Actinomycet 


gi 


RNA, partial seque 
ria; Actinobacteria; 
Saccharomonospor 


gi 


ial sequence 773630 77513 
omycetales; 


Pseu 
gi 


gi 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


gi 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


gi 


789013 79048 


gi 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geoba 


strain U 16S ribo 
Bacillales; Bacil 


692312 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


strain OS Hl 16S 
Firmicutes; Clost 


692312 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


692312 Bacteria_16S 


838723 838765 71 
ribosomal RNA, partia 


840319 840342 91 


laceae; Geobacillus. 
847933 847960 91 


850719 850742 91 
ribosomal RNA, partial 
ridia; Clostridiales; 
852229 852271 71 
ain SRS30216 16S ribos 
teria; Actinobacteria; 
Kineococcus. 

855243 855285 71 


acteria; Gammaproteobacteria; Thiotric 
692312 Bacteria_16S 


in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; 
692312 Bacteria_16S 


e; Actinom 

24 gi| 265678503 

e 81355 

hales; Pis 

114 gi| 265678487 

1 sequence 837961 83941 
omycetales; Streptosporang 
114 gi| 265678486 

118 gi| 265678481 

nce 84713 
Rhodobacterales; R 

114 gi| 265678479 
sequence 849874 85135 
Heliobacteriaceae; Heliore 
114 gi| 265678478 


omal RNA, partia 


Actinobacterida 


114 


gi 


265678615 


Clostridiu 
265678608 


icoccus. 
265678593 


Clostridiu 
265678579 


ales; Prop 
265678577 


ionibacter 


265678574 


265678573 
71335 


ales; Cory 


265678554 


a. 
265678530 


donocardin 
265678528 
sequence 
dae; Actin 


265678526 
ce 77827 
acterales; 
265678525 


265678519 


265678505 


1 sequence 


e; Actinomycet 


ref|NR_028920.1 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


m. 
ref 
nce 


NR_028913.1 
660668 


ref |NR_028898.1 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


mM. 


ref|NR_028884.1 


Friedmanniella 


6 705838 Friedmanniella lacustris 


ionibacterineae; 


ref|NR_028882.1 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 
ineae; Propionibacteriaceae; 


ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028878.1 
9 714869 Mycob 
nebacterineae; 


ref 
nce 


NR_028858.1 
739522 


ref |NR_028834.1 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 


acterium botniense 
Mycobacteriaceae; 


Saccharomonospora 
740995 


Actinobacteridae; Actinomycetales; 


Prauserella alba 


2 Prauserella alba Bacteria; 


eae; Pseudonocar 
ref|NR_028832.1 

776745 778221 
omycetales; Cory 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref|NR_028829.1 
7 Acholeplasma 
eplasma. 


ref|NR_028823.1 


diaceae; Prauserella. 
Gordonia 

Gordonia 
nebacterineae; 


Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Acholeplasma axanthum 


axanthum Bacteria; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


Gordoniacea 
NR_028808.1 
810468 
Coryne 


eae; 
ref 
ence 
ycetales; 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref|NR_028790.1 


e; Gordonia. 
Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Thioalkalimicrobium 

kalimicrobium cyclicum 

; Thioalkalimicrobium. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


ineae; Streptosp 
ref |NR_028789.1 
cillus uzenensis 


ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_028782.1 


orangiaceae; Nonomuraea. 
Geobacillus uzenensis 
Bacteria; Firmicutes; 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


stis. 
ref |NR_028781.1 

851409 852783 
ales; Kineos 


265678475 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriaceae; Propionibacterium. 


Kineococcus 
Kineococcus 
poriineae; 


ref|NR_028778.1 
854408 855931 


Propionibacterium 
Propionibacterium 


692312 Bacteria_16S 
strain K24 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
692312 Bacteria_16S 


flava strain AS 4 


861442 861484 71 114 


gi 


888589 888631 71 114 gi 
-1520 16S ribosomal RNA, partial seque 


860647 86213 


265678471 


ref 
0 Amycolatopsis 
Pseudonocardiaceae; Amycolatopsis. 


NR_028774.1 


eae; 
265678452 |ref|NR_028754.1 
nce 887783 889225 Saccha 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharopolyspora. 

692312 Bacteria_16S 899312 899339 91 118 gi| 265678445 |ref|NR_028747.1 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

692312 Bacteria_16S 900784 900807 1 24 gi|265678444|ref|NR_028746.1 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioal 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
692312 Bacteria_16S 917860 917902 71 114 gi| 265678433 |ref|NR_028735.1 
strain IEGM 16S ribosomal RNA, partial sequence 917039 91855 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
692312 Bacteria_16S 919425 919467 71 114 gi| 265678432 |ref|NR_028734.1 
strain 213E 16S ribosomal RNA, partial sequence 918602 92011 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
692312 Bacteria_16S 922542 922588 71 118 gi|265678430|ref|NR_028732.1 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
692312 Bacteria_16S 928697 928724 91 118 gi| 265678426 |ref|NR_028728.1 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseo 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae 
692312 Bacteria_16S 964211 964253 71 114 gi| 265678402 |ref|NR_028704.1 
strain Y9 16S ribosomal RNA, partial sequence 963457 96488 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
692312 Bacteria_16S 985539 985578 3 42 gi| 265678387 |ref|NR_028689.1 


strain FC 097-2 1 
Tenericutes; Moll 


692312 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


692312 Bacteria_16S 


strain IFM 10035 


strain IFM 0784 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
692312 Bacteria_16S 


strain IFM 0575 1 


strain IFM 10084 


6S ribosomal RNA, 


1033039 1033073 78 113 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1039139 1039181 71 114 gi 


1040648 1040690 71 114 


gi 
6S ribosomal RNA, part 


1042186 1042228 71 114 


gi 
6S ribosomal RNA, part 
Cory 

gi 


1043746 1043788 71 114 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
692312 Bacteria_16S 1045302 1045344 71 114 gi 
strain YZ-96 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
692312 Bacteria_16S 


strain IFM 0245 1 


Cory 


1052878 1052920 71 114 gi 


6S ribosomal RNA, part 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
692312 Bacteria_16S 1058970 1059012 71 114 gi 
desulfuricans strain SSM1 16S ribosomal RNA, partial se 
desulfuricans Bacteria; Deferribacteres; Deferribactera 
692312 Bacteria_16S 1090475 1090517 71 114 gi 
roseoviolacea strain A-5 16S ribosomal RNA, partial seq 
roseoviolacea Bacteria; Actinobacteria; Actinobacterida 
Streptosporangiaceae; Nonomuraea. 

692312 Bacteria_16S 1099444 1099486 71 114 gi 
macrocephala strain IFO 16266 16S ribosomal RNA, partia 
macrocephala Bacteria; Actinobacteria; Actinobacteridae 
Streptosporangiaceae; Acrocarpospora. 

692312 Bacteria_16S 1107012 1107054 71 114 gi 
strain NRRL 15532 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nonomuraea. 

692312 Bacteria_16S 1120714 1120756 71 114 gi 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 


2CP-1 Bacteria; P 
Anaeromyxobacter. 


692312 Bacteria_16S 


roteobacteria; Deltaproteobacteria; My 


1134264 1134306 71 114 


gi 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
ref 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; 
692312 Bacteria_16S 


Corynebacterin 


ial sequence 1039882 10413 
Corynebacterineae; 
ref 
83 Nocardia araoensis Bacteria; 
nebacterineae; 
ref 
30 Nocardia higoensis Bacteria; 
nebacterineae; 
ref 
88 Nocardia shimofusensis Bacteria; 


ial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; 
692312 Bacteria_16S 
16S ribosomal RNA, partial sequence 1042934 10444 


1044481 10459 
nebacterineae; 
ref 
ial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
nebacterineae; 


ref 


265678356 
sequence 
obacillace 

265678352 


265678351 
265678350 
265678349 
265678348 
265678342 


265678338 
quence 
les; Defer 
265678316 
uence 


265678310 
1 sequence 


265678304 
11062 
ales; 


228716127 
11198 
xococcales; 


253680767 


sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 


5 Acholeplasma 


ae; 
ref 
31 Nocardia arthritidis Bacteria; 
eae; 
ref 
34 Nocardia pneumoniae Bacteria; 


ribacteraceae; 
ref 


e; Actinomycet 
ref 
; Actinomyceta 
ref 
17 1107715 Nonomu 
Streptos 
ref 


56 1121404 Anaero 


ref 


eplasma. 
NR_028658.1 
1032165 103372 
Lactobacillu 
NR_028654.1 


Nocardiace 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028640.1 
1058138 105957 
D 
NR_028618.1 
1089685 109113 
ales; Strept 


NR_028612.1 
1098650 110009 
les; Strepto 
NR_028606.1 
porangineae; 


NR_027547.1 


Cystobacterine 


NR_028015.1 
1133500 113488 


ae; 


Amycolatopsis sacchari 
sacchari Bacteria; 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Paenibacillus 
acillus koreensis 


Thioalkalimicrobium 

kalimicrobium sibiricum 

; Thioalkalimicrobium. 
Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Roseovarius 


varius nubinhibens 
, 


Roseovarius. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Acholeplasma vituli 


vituli Bacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 
Nocardia arthritidis 


Nocardia. 
Nocardia pneumoniae 


e; Nocardia. 
Nocardia araoensis 


e; Nocardia. 
Nocardia higoensis 


e; Nocardia. 
Nocardia shimofusensis 


e; Nocardia. 
Nocardia asiatica 


e; Nocardia. 
Deferribacter 

3 Deferribacter 

eferribacter. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Corynebacterium 
1 Corynebacterium 


sphenisci Bacteri 
Corynebacteriacea 


692312 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinoba 
692312 Bacteria_16S 


multipartita DSM 


44233 Bacteria; Actinoba 


Nakamurella. 


692312 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


692312 Bacteria_16S 
SM 17244 16S ribosomal RNA, partial se 
Firmicutes; 


stercorihominis D 
stercorihominis D 


692312 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


692312 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


692312 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


692312 Bacteria_16S 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


692312 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain 13.4 16S r 
Actinobacteria; A 


692312 Bacteria_16S 


strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 


692312 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


692312 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


692312 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


692312 Bacteria_16S 


strain LM 161 16S 


Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 


YIM 30243 16S rib 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


osomal RNA, partial se 
Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 


a; 
e; Corynebacterium. 
1147918 1147960 71 


34 16S 


1161536 1161578 71 
44233 1 
cteria; 


1176670 1176709 3 
osomal 
tes; Clostridia; 
1182710 1182765 3 


SM 17244 Bacteria; 
1200899 1200926 91 


2261 16S ribosomal RNA, partial sequen 
Synergistal 


ynergistetes; Synergistia; 
1218929 1218971 71 

16S ribosomal RNA, pa 
acteria; Actinobacteri 


1220468 1220491 91 
6S ribosomal RNA, part 
bacillales; Carnobacte 
1235659 1235701 71 
strain DSM 44346 16S 
Bacteria; Actinobacte 
Mycobacterium. 
1237209 1237255 71 
n SYR1 16S ribosomal R 
tes; Clostridia; Clost 
1246262 1246304 71 
ibosomal RNA, partial 
ctinobacteridae; Actin 
1250704 1250746 71 
16S ribosomal RNA, pa 
acteria; Actinobacteri 


1262647 1262689 71 
16S ribosomal RNA, pa 
acteria; Actinobacteri 
1265697 1265743 71 
, partial sequence 
ridiales; Clostridiaceae; 
1280624 1280666 71 
osomal RNA, partial se 
acteria; Actinobacteri 


1300185 1300227 71 
ribosomal RNA, comple 


1326287 1326329 71 
1336991 1337018 91 


ain BS107 16S ribosoma 
07 Bacteria; Proteobac 


692312 Bacteria_16S 
DSM 43247 16S ribosomal RNA, partial se 


Bacteria; Actinob 


692312 Bacteria_16S 
Och 149 16S ribosomal RNA, partial sequ 


Proteobacteria; A 


692312 Bacteria_16S 
antarcticus strain 307 16S ribosomal RN 


Bacteria; Proteob 


692312 Bacteria_16S 


1350798 1350840 71 


acteria; Actinobacteridae; 


1352300 1352327 91 


lphaproteobacteria; Rh 
1362765 1362792 91 


acteria; Alphaproteoba 
1365666 1365693 91 


RNA, partial sequence 
Clostridiales; 


sequence 
omycetales; 


quence 
dae; Actinomycet 


te sequence 
omycetales; 


quence 
omycetales; 


quence 


ence 
odobacterales; 


114 gi 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 


114 gi 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actin 


42 gi 


58 gi 
118 gi 


114 gi 


rtial sequence 
dae; Actinomycet 


114 gi 


114 gi 


ribosomal RNA, p 
ria; Actinobacte 


118 gi 


NA, partial sequ 
ridiales; 


114 gi 


114 gi 


rtial sequence 
dae; Actinomycet 


114 gi 


rtial sequence 
dae; Actinomycet 


118 gi 
Clostridium. 
114 gi 


114 gi 
Prop 
114 gi 
Cory 


118 gi 


1 RNA, partial s 
teria; Alphaprot 


114 gi 


Actinomycet 
ite gi 


Clostri 


Lachno 


253680758 
11471 


228721225 
nce 11607 
omycetales 


228718376 


1175949 11773 
Clostr 


idiaceae; 
228717350 
quence 
dia; Clost 
228715386 
ce 12000 
es; Synerg 
219878368 
12181 
Prop 


ales; 


219878362 


ial sequence 1219617 12211 
riaceae; Allofus 


tis. 

219878254 
ar 
ridae; Act 
219878251 
ence 12363 
spiraceae; 
219857484 


1245479 12468 
Pseu 


donocardin 
219857412 
12499 
ales; Cory 
219846681 
12618 
ales; Cory 
219846539 


219846091 


1279854 12812 


ales; Prop 


219846779 


1299363 13008 


ionibacter 
219846136 


1325499 13269 


nebacterin 
228721486 
equence 
eobacteria 


228720546 


1349993 13514 


ales; Cory 
228720499 


1351515 1352883 Roseo 


118 gi 


A, partial seque 
cteria; 


Rhodobac 
118 gi 


R 


hodobacter 
228719132 
nce 13619 
terales; R 
228719040 


nebacterin 


tial seq 


ref|NR_028006.1 
15 1148603 Nocar 
eae; Nocardiacea 
ref|NR_027604.1 
39 1162206 Nakamu 
Frankineae; Na 


’ 


ref|NR_027573.1 
tridium. 
NR_027562.1 

181973 118343 
ridiales; Eubact 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae 


Clos 
ref 


R 


, 


ref|NR_025501.1 


ref |NR_025393.1 
uence 123486 
inomycetales; Co 


ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_025000.1 
18 1251238 Mycoba 
nebacterineae; M 


ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref |NR_026131.1 


1264886 1266379 Clostridium grantii Bacteria; 


ref|NR_025681.1 
10 Aeromicrobium 
ionibacterineae 


’ 


ref |NR_026371.1 
ineae; Nocardioi 
ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref |NR_027609.1 
1336206 133758 
Rhodobacterale 


’ 


ref|NR_027594.1 
neba 
ref 

bact 


cterineae; G 
NR_027593.1 
er litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref 


NR_027578.1 


d 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 

Aminobacterium 
acterium colombiense DSM 
acterium. 

Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Clostridium grantii Al 
Firmicutes; 


Aeromicrobium marinum 
marinum DSM 15272 


Nocardioidaceae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Phaeobacter 

7 Phaeobacter 

s; Rhodobacteraceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Nitrobacter 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 


692312 Bacteria_16S 
magneticus strain 
Proteob 
692312 Bacteria_16S 


Bacteria; 


strain HTCC2516 1 
Bacteria; 


nodulans ORS 2060 
Methylobacterium. 


692312 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 


Saccharomonospora. 
692312 Bacteria_16S 
SH714 16S ribosomal RNA, partial sequ 
Filobaci 


milosensis strain 
Bacteria; Firmicu 


692312 Bacteria_16S 
rain 5SM22 16S ribosomal RNA, 
stenotrophicus Bacteria; 


stenotrophicus st 


Thalassobacter. 


692312 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


692312 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


692312 Bacteria_16S 


ATCC 
ATCC 


49176 strain 
49176 Bacter 


692312 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


692312 Bacteria_16S 


strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actin 


Actinoallomurus. 


692312 Bacteria_16S 


strain NRRL B-162 
Actinobacteria; A 


692312 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


692312 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


692312 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


692312 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


692312 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


692312 Bacteria_16S 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


Proteob 
692312 Bacteria_16S 
HEL-45 16S ribosomal RNA, partial seque 
Proteobacteria; Alphaproteobacteria; Rh 
692312 Bacteria_16S 
nodulans strain O 


1368827 1368873 71 
acteria; Deltaproteoba 
1370371 1370398 91 
6S ribosomal RNA, part 
acteria; Alphaproteoba 
1379478 1379505 91 


1397384 1397411 91 
RS 2060 16S ribosomal 
Bacteria; Proteobacte 


1416904 1416946 71 
16S ribosomal RNA, pa 
acteria; Actinobacteri 


1441647 1441670 91 
tes; 


Bacillales; Bacil 
1444685 1444712 91 


Proteobacteria; 
1450709 1450751 71 
in PG 39 16S ribosomal 
eria; Actinobacteria; 
e; Corynebacterium. 
1476279 1476321 71 
in DSM 44156 16S ribos 
eria; Actinobacteria; 
Mycobacterium; Mycoba 
1511134 1511157 91 
ia; Firmicutes; Lactob 
1521465 1521507 71 
rain DSM 43406 16S rib 
cteria; Actinobacteria 
ardia. 


’ 


1529130 1529172 71 
S ribosomal RNA, parti 


1539805 1539847 71 
38 16S ribosomal RNA, 
ctinobacteridae; Actin 
1560834 1560876 71 
in 502329 16S ribosoma 
eria; Actinobacteria; 
Mycobacterium. 
1563768 1563810 71 
in NRRL B-24133 16S ri 
eria; Actinobacteria; 
e; Amycolatopsis. 
1611101 1611128 91 
n EL-88 16S ribosomal 
ria; Pro 


1612581 1612608 91 
in LMG 2 
eria; Pr 


1614095 1614129 78 


tes; Clostridia; 


1626180 1626222 71 


Arsenicicoccus. 


692312 Bacteria_16S 


1662777 1662819 71 


RS-1 16S ribosomal RNA, 
cteria; 


cteria; 


nce 


laceae; 


GIFU 12707 16S ribosomal RNA, 


partial 
omycetales; 


bosomal 


118 


118 


118 


118 


114 


114 


118 


114 


RNA, partial se 
Actinobacteridae 


114 


114 


114 


114 


al sequence 
omycetales; 


114 


114 


114 


118 


118 


113 


114 


114 


gi 


complete sequ 
Desulfov 


gi 


ial sequence 1369567 
Rhodobac 


gi 


1378686 1380064 
odobacterales; 


gi 


RNA, partial sequence 
ria; Alphaproteobacteria; 


gi 


rtial sequence 
dae; Actinomycet 


gi 


gi 


partial 
Alphaproteobac 


gi 


gi 


omal RNA, partia 
Actinobacteridae 


cterium avium comp 


ope 


complet 
acillales; Aeroc 


gi 


osomal RNA, part 
Actinobacterid 


gi 
15 


Stre 


gi 


sequence 
Pseu 


gi 


1 RNA, partial s 
Actinobacteridae 


gi 


RNA, par 
Actinobacteridae 


gi 


RNA, partial seque 
teobacteria; Alphaproteobacter 


gi 


2007 16S ribosomal RNA, partia 
oteobacteria; Alphaproteobacte 


gi 


16S ribosomal RNA, partial sequence 


Clostridiales; Clostr 


gi 


gi 


Rhodob 


228718692 
ence 
ibrio 

228718299 


terales; 
228717469 


228715764 


224581447 
14160 
ales; 


224581427 
ence 14407 
llus. 
224581424 
sequence 

teria; 


224581420 
quence 


219878445 
1 


219846273 
e sequence 
occaceae; 
219857610 
ial sequen 
ae; Actino 


’ 


219857434 
28339 15297 
ptosporang 


219857376 
15389 
donocardin 
219846147 
equence 

; Actinomy 
219846103 
tial seque 
; Actinomy 
219878469 
nce 
Rhodob 


ia; 
219878468 
1 sequence 
ria; Rhodo 


219878467 
16132 
idiales Fa 
219878459 
sequence 
Actinomyce 


13679 
nales 


13709 


Ocean 
acter 


Pseu 


Rhodobacterales; 


; Actinomy 


sequence 
Actinomy 
lex (MAC 


ref|NR_027575.1 
77 1369516 Desul 
; Desulfovibrio 
ref|NR_027572.1 
bacteraceae; 
NR_027563.1 
bus indolif 
aceae; Oceanibu 
ref |NR_027539.1 

1396599 139803 
Rhiz 


ref 
ibul 


ref|NR_027229.1 
93 1417582 Sacch 
donocardineae; 


ref |NR_027209.1 
88 1442278 Filob 


ref|NR_027205.1 
1443876 144534 


ref|NR_027201.1 
1449903 145131 
cetales; Coryne 


ref|NR_025584.1 
1475465 147693 
cetales; Coryneb 
). 
ref|NR_025863.1 
1510256 151166 
Abiotrophia. 
ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref |NR_025022.1 


ineae; Thermomon 
ref |NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_025737.1 

1560055 156148 


cetales; Coryneb 


ref 
nce 
ceta 


NR_025693.1 
156296 

les; Pseudon 
ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025598.1 

1625384 162685 
tales; Micrococc 


219878433 


philippinense strain A 80407 16S ribosomal RNA, partial sequence 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 


£ 
n 


e 
1 


a 
P 


a 


b 


Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 
Rhodo. 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Methylobacterium 
3 Methylobacterium 


obiales; Methylobacteriaceae; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Filobacillus 
cillus milosensis 


Thalassobacter 
0 Thalassobacter 


Rhodobacteraceae; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Nocardia 
6 Nocardia 


ebacterineae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Mycobacterium 

7 Mycobacterium 
acterineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 
obacteraceae; 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Arsenicicoccus 

0 Arsenicicoccus 

ineae; 


ref|NR_025572.1 
1661967 166345 


Kibdelosporangium 
6 Kibdelosporangium 


692312 Bacteria_16S 
lar 
Kibdelosporangium aridum subsp. 


aridum subsp. 


Actinomycetales; 


692312 Bacteria_16S 


albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 
692312 Bacteria_16S 
vancoresmycina st 
vancoresmycina Bacteria; Actinobacteria; 
Pseudonocardiaceae; Amycolatopsis. 
692312 Bacteria_16S 


keratiniphila sub 


Actinomycetales; 


692312 Bacteria_16S 
decaplanina strain DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 
692312 Bacteria_16S 


decaplanina Bacte 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


692312 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; 


strain R-8904 16S 


Proteobacteria; Alphaproteobacteria; Rh 
692312 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


692312 Bacteria_16S 


strain DSM 44222 


strain DSM 44515 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


692312 Bacteria_16S 


strain DSM 44494 


Rubrobacteridae; 
692312 Bacteria_16S 


1664317 1664359 71 
gum strain SKF-AAD-609 


Pseudonocardineae; 
1665841 1665883 71 


1673410 1673452 71 
rain §T101170 16S ribo 


1676432 1676474 71 
sp. nogabecina strain 


Amycolatopsis keratiniphila subsp. noga 


Pseudonocardineae; 
1677949 1677991 71 


1679470 1679512 71 
17 16S ribosomal RNA, 
acteria; Actinobacteri 


1705562 1705604 71 
ibosomal RNA, partial 
Thermo 
1711631 1711658 91 
ribosomal RNA, partial 
1726795 1726837 71 
DSM 44223 16S ribosoma 
a; Actinobacteria; Act 
Mycobacterium. 
1728334 1728376 71 


1729870 1729912 71 


1731383 1731425 71 


Mycobacterium. 
1740558 1740600 71 


partial 


sequence 
leophilales; The 


114 


16S ribosomal R 
largum 
Pseudonocardiaceae; 


114 


761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


Pseudonocardiaceae; 


114 


114 


114 


118 
sequence 


odobacterales; 


114 


1 RNA, partial s 
inobacteridae; Act 


114 


omycetales; 


114 


omycetales; 


114 


114 


Actinobacteria; Actinobacteridae; Actinomycetales; 


692312 Bacteria_16S 


strain SPR2 16S r 


1758939 1758981 71 
ibosomal RNA, partial 


sequence 


114 


Actinobacteria; Actinobacteridae; Actinomycetales; 


692312 Bacteria_16S 


entericus strain 
entericus Bacteri 


692312 Bacteria_16S 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


692312 Bacteria_16S 


strain Kb2 16S ri 
Actinobacteria; A 


692312 Bacteria_16S 
43828 16S ribosomal RNA, partial sequ 
dae; Actinomycet 


aridum strain DSM 
Bacteria; Actinob 


Kibdelosporangium. 
692312 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


692312 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


1764944 1764967 91 
CECT 5353 16S ribosoma 
a; Firmicutes; 
1788843 1788885 71 
n BC448 16S ribosomal 


1810316 1810358 71 
bosomal RNA, partial s 
ctinobacteridae; Actin 
1816456 1816498 71 


acteria; Actinobacteri 


1852991 1853033 71 
train TB100 16S riboso 
acteria; Actinobacteri 
Thermobifida. 

1871308 1871331 91 
ibosomal RNA, partial 
lales; Bacillaceae; 


a; 


692312 Bacteria_16S 


1886740 1886782 71 


equence 
omycetales; 


sequence 
Geobacillus. 


114 


1 RNA, partial s 
Lactobacillales; 


114 


114 


114 


114 


mal RNA, partial 
Actinobacteridae; 


114 


114 


sequence 
dae; Actinomycet 


Streptoc 


gi|219878432 


gi|219878431 


219878423 
sequence 


gi 
gi|219878422 
al 


es; 


gi|219878404 


1704738 17061 
rmoleophil 


gi|219878400 


1710844 17122 
Rhodobacter 


219878390 
equence 


gi 


gi|219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 


Corynebacterineae; 


gi|219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


Corynebacterineae; 


219878387 
sequence 


gi 


gi|219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Streptosporang 


gi| 219878366 
1758120 17596 


219878361 
equence 


gi 


gi|219878343 


RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi|219878329 
1809512 18109 


219878325 
ence 18156 
ales; 


gi 


219878299 
sequence 


gi 


gi|219878287 
1870444 18719 


gi|219878274 


halophila strain DSM 44411 16S ribosomal RNA, partial sequence 


NA, partia 
Bacteria; Actinobacteria; Actinobacteridae; 
Kibdelosporan 


Actinomyc 


16786 
Pseudonocardineae; 


inomycet 


Actinomyc 


occaceae; 


Actinomyc 


Pseudonocardineae; 


Actinomyc 


ref|NR_025571.1 
1 sequence 


gium. 


ref|NR_025570.1 


ref|NR_025562.1 
1677147 167861 
etales; 


ref|NR_025561.1 
61 1680145 Amycol 
P 
ref|NR_025543.1 


aceae; 
ref |NR_025539.1 


aceae; Loktanell 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


ref|NR_025528.1 
13 Mycobacterium 
Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025505.1 


Gordoniacea 
ref|NR_025500.1 
1764167 176550 
Streptococcus. 
ref |NR_025482.1 

1788037 178951 
etales; Frankine 
ref |NR_025468.1 
Gordoniacea 
ref |NR_025464.1 
46 1817129 Kibdel 
P 


ref|NR_025438.1 
1852181 185367 
etales; Stre 


ref|NR_025426.1 


Kibdelosporangium 
1663507 1664980 


Kibdelosporangium 


nce 1665031 1666519 Kibdelosporangium albatum 
ales; Pseudonocardineae; Pseudonocardiaceae; 
114 gi| 219878426 |ref|NR_025565.1]| Amycolatopsis 
somal RNA, partial sequence 1672599 1674076 Amycolatopsis 
Actinobacteridae; Actinomycetales; Pseudonocardineae; 
114 gi|219878424|ref|NR_025563.1| Amycolatopsis 
DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 


becina Bacteria; Actinobacteria; Actinobacteridae; 
Amycolatopsis. 


Amycolatopsis 
0 Amycolatopsis 


Pseudonocardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
Thermoleophilum. 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Mycobacterium 

1 Mycobacterium 

erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Corynebacterineae; 


e; Gordonia. 
Streptococcus 
1 Streptococcus 


Blastococcus 
9 Blastococcus 


ae; Geodermatophilaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Corynebacterineae; 


e; Gordonia. 

Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Thermobifida 
5 Thermobifida 


ptosporangineae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


ref|NR_025413.1 
1885917 188742 


Saccharomonospora 
1 Saccharomonospora 


halophila Bacteria; 
Pseudonocardiaceae; 


692312 Bacteria_16S 1900595 1900637 71 114 gi|219878263|ref|NR_025402.1 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 190110 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Intrasporangiaceae; Ornithinimicrobium. 

692312 Bacteria_16S 1918364 1918398 78 113 gi| 219878249 |ref|NR_025388.1 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 19190 

Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

692312 Bacteria_16S 1925995 1926037 71 114 gi|219878244|ref|NR_025383.1 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 192664 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardiaceae; Amycolatopsis. 

692312 Bacteria_16S 1953444 1953486 71 114 gi|219878226|ref|NR_025365.1 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 195404 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

692312 Bacteria_16S 1969990 1970024 79 114 gi| 219878215 |ref|NR_025354.1 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 197053 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rh 
Azospirillum. 

692312 Bacteria_16S 1983802 1983849 3 50 gi|219878206|ref|NR_025345.1 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 198455 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangii 
Chondromyces. 

692312 Bacteria_16S 1985386 1985433 3 50 gi| 219878205 |ref|NR_025344.1 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 198614 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiin 
Chondromyces. 

692312 Bacteria_16S 1987042 1987088 71 118 gi|219878204|ref|NR_025343.1 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 198770 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobac 
Cystobacteraceae; Cystobacter. 

692312 Bacteria_16S 2052701 2052743 71 114 gi| 219878157 |ref|NR_025296.1 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 205339 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 

692312 Bacteria_16S 2077058 2077100 71 114 gi|219878138|ref|NR_025277.1 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 207775 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Propionibacteriaceae; Propionibacterium. 

692312 Bacteria_16S 2081729 2081771 71 114 gi|219878135|ref|NR_025274.1 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propio 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacterium. 

692312 Bacteria_16S 2090792 2090834 71 114 gi|219878129|ref|NR_025268.1 
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GTGGTGAAAGACCGAAGCTAAACTTCGGTAAGCCATGGAAACCGGGCGGCTAGAGTGCGGAAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATA 
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GGCTTAACCTAGGAAGTGCATTCGAAACTGTCGCGCTTGAGTACGGGAGAGGGTTGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACC 
AGTGGCGAAGGCGGCAGCCTGGACCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAGATGCAGCGGGTATTGACCCCTGCTGCGTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGGTTAAATCCACCAGAATCCCCTAGAGATAGGGGAGTGCCTTCGGGG 
AATTGGTGAGAAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTCTGTCGTCAGTTGCCAACGGGTAAG 
CCGGGCACTCTGACGAGACTGCCGACGTTAAGTCGGAGGAAGGTGGAGATGACGTCAAGTCCTCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGTC 
GGTACAAAGAGCAGCGATATCGTGAGGTTAAGCTAATCTCAAAAAACCGGCCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGGTGGAATCGCTAGTA 
ATCGTAGATCAGCACGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTCAGTTGCTCTAGAAGTCGGTGAGCTAACCTCGTG 
AGGCAGCCGCCTAAAGAGTGACTGGTAACTGGGGTGAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACAT 
GCAAGTCGAGCGGTAACAGGGGTAGCTTGCTACCCGCTGACNAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAAC 
CCAGGCTAATACCGCATACGTCCTACGGGAGAAAGGGGGCTCCGGCTCCCGCTATTGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAA 
GGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGC 
GAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAACGCCTAGTGGTTAATACCCACTAGGAAAGACA 
TCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGC 
TTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAAGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGA 
AATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGTCGACCAGCCGTTGGGTGCCTAGCGCACTTTGTGGCGAAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGT 
TAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTGCGAACTTG 
TGAGAGATCACTTGGTGCCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCC 
TTGTCCTTATTTGCCAGCGCGTAATGGCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGT 
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salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


692312 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


692312 Bacteria_16S 


Ssapomandens strai 
Sapomandens Bacte 


692312 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


692312 Bacteria_16S 


strain AS4.1521 1 


aerophilum strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain T1-X7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
692312 Bacteria_16S 


strain DNP505 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
692312 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


692312 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


692312 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


692312 Bacteria_16S 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


692312 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


692312 Bacteria_16S 


strain FI-25796 1 


burkinensis strai 
Bacteria; Proteob 


692312 Bacteria_16S 


2341072 2341099 91 118 
ibosomal RNA, partial sequence 
odobacterales; R 
2344084 2344126 71 114 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 
2359283 2359325 71 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 
2383542 2383584 71 114 gi 
92 16S ribosomal RNA, partial sequence 


gi 
ho 


s 
e; 


114 gi 
ia 


’ 


ne 
2397115 2397166 3 54 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


ue 
ia 


2409413 2409455 71 
90002 16S ribosomal RN 
acteria; Actinobacteri 


114 gi 
A, partial seque 
dae; Actinomycet 


nc 
al 


2415648 2415694 71 
HHQ 20 16S ribosomal 
ia; Proteobacteria; De 


118 gi 
RNA, partial seq 
ltaproteobacteri 


ue 
a; 


2429243 2429266 91 114 gi 
n DSM 3223 16S ribosomal RNA, partial 

ria; Firmicutes; Clostridia; Clostridi 
2435203 2435254 3 54 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2438319 2438361 71 114 gi 


se 
al 


qu 
di 


ne 
2468697 2468720 1 24 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2492724 2492766 71 114 gi 
ribosomal RNA, partial sequence 


ce 
ha 


Micr 
gi 


oc 
2497106 2497148 71 114 
ribosomal RNA, partial sequence 
Cory 
2510892 2510934 71 114 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ne 


al 


2530559 2530597 79 118 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
2535125 2535167 71 114 gi 
Ben 108 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 
2588096 2588138 71 114 gi 
Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 
2591234 2591264 82 113 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2592808 2592838 82 113 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2594313 2594355 71 114 gi 


cu 


cu 


ne 
2606571 2606617 71 118 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2609629 2609671 71 114 gi 


nc 
ib 


219857501 
2340265 23417 


dobacter 


219857498 


equence 


219857488 


1 sequen 
Actinomy 


219857471 


23827 
bacterin 


219857462 


nce 


les; Clo 


219857454 


24085 
Stre 


e 
es; 


219857450 


nce 
Desulfo 


219857438 


quence 
es; Pept 


219857431 


ence 


ales; Cl 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
692312 Bacteria_16S 


bacterin 


219857404 


24679 
les; Pis 


219857388 
2491905 24933 


occineae 


219857385 
2496307 24977 


bacterin 


219857370 


25100 


es; Stre 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 


ostridiu 


219857354 


nce 
inomycet 


219857276 


nce 
inomycet 


219857274 


25903 
s. 


219857273 


25919 
s. 


219857272 
6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
692312 Bacteria_16S 


bacterin 


219857264 


e 26057 
rionales 


219857259 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 


Actinomycet 


ref|NR_025089.1 
aceae; Rhodobac 
ref|NR_025086.1 

2343294 234473 
ales; Propio 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025050.1 

2396386 239781 
stridiales Famil 


ref|NR_025042.1 
77 2410105 Strept 
7 


ptosporangineae 


ref |NR_025038.1 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
a. 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 

Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Streptomonospora 
omonospora salina 


Nocardiopsaceae; 


Desulfovibrio 


2414827 241631 
vibrionales; Des 


ref|NR_025026.1 
2428395 242981 
ococcaceae; Desu 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_025017.1 


eae; Nocardiacea 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024976.1 


; In 
ref 


trasporangia 
NR_024973.1 


eae; Nocardiacea 
ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 


ref |NR_024945.1 
m. 
ref|NR_024942.1 

2534307 253578 
ales; Propioniba 
ref |NR_024907.1 

2587275 258874 
ales; Propioniba 


’ 


ref |NR_024905.1 
79 2591887 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 


0 Desulfovibrio 
ulfovibrionaceae; 


Desulfotomaculum 
8 Desulfotomaculum 
lfotomaculum. 
Clostridium 
3 Clostridium 
ostridium. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Tetrasphaera japonica 


v 


49 Tetrasphaera japonica Bacteria; 


ceae; Tetrasphaera. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Nocardiopsis trehalosi 

iopsis trehalosi 
Nocardiopsaceae; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 


ref |NR_024890.1 
2608828 261032 


Amycolatopsis 
2 Amycolatopsis 


thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


692312 Bacteria_16S 


strain DSM 43194 
Actinobacteria; A 


strain DSM 44262 
Actinobacteria; A 


strain CVL 16S ri 
Proteobacteria; D 


692312 Bacteria_16S 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


692312 Bacteria_16S 


strain hl 16S rib 
Proteobacteria; A 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


e; Amycolatopsis. 
2611202 2611244 71 


16S ribosomal RNA, partial sequence 2610373 26118 
ctinobacteridae; Actinomycetales; 
692312 Bacteria_16S 


2612729 2612771 71 


16S ribosomal RNA, partial sequence 2611942 26134 
ctinobacteridae; Actinomycetales; 
692312 Bacteria_16S 


2614319 2614365 71 
bosomal RNA, partial s 
eltaproteobacteria; De 
2626618 2626660 71 
in Benl06 16S ribosoma 
eria; Actinobacteria; 
eae; Tessaracoccus. 
2631236 2631263 91 


osomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; 
692312 Bacteria_16S 


2640317 2640359 71 


equence 
sulfovibrionales; 


114 


114 


118 


114 


118 


114 


gi 


Pseudonocardin 


gi 


Pseudo 


gi 


2613469 26150 


gi 


1 RNA, partial s 
Actinobacteridae; 


gi 


2630432 26317 
Rhodobacter 


gi 


16S ribosomal RNA, partial sequence 


692312 Bacteria_16S 2641812 2641835 1 24 gi|219857230|ref|NR_024858.1 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
692312 Bacteria_16S 2647994 2648017 1 24 gi|219857226|ref|NR_024854.1 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 264867 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirick 
Thiomicrospira. 

692312 Bacteria_16S 2655475 2655517 71 114 gi|219857221|ref|NR_024849.1 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 265613 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

692312 Bacteria_16S 2656992 2657034 71 114 gi|219857219|ref|NR_024847.1 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 265766 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Nocardioidaceae; Nocardioides. 

692312 Bacteria_16S 2658516 2658558 71 114 gi|219857218|ref|NR_024846.1 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 265918 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 
Nocardioidaceae; Aeromicrobium. 

692312 Bacteria_16S 2660038 2660080 71 114 gi|219857217|ref|NR_024845.1 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbe 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Kribbella. 

692312 Bacteria_16S 2668893 2668935 71 114 gi|219857211|ref|NR_024839.1 


spinosa strain DSM 44228 16S ribosomal 


spinosa Bacteria; 
Pseudonocardiacea 


strain MS1-3 16S 


strain IFM 10088 


Bacillales; Bacil 


692312 Bacteria_16S 
rain IFM 0265 16S ribo 
yamanashiensis Bacteria; Actinobacteria; 
ardia. 


yamanashiensis st 


Nocardiaceae; Noc 


692312 Bacteria_16S 


strain K97-0003 1 


Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 


ain Al-22 16S ribosoma 
teria; Actinobacteria; 
Rhodococcus. 

692312 Bacteria_16S 


Saccharopolyspora. 
2677998 2678040 71 


2688497 2688539 71 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
692312 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


2698817 2698859 3 


laceae; Bacillus. 
2719970 2720012 71 


2724557 2724599 71 
6S ribosomal RNA, part 


2746942 2746984 71 


2767827 2767869 71 


219857258 


219857257 


nocardin 
219857256 


Desulfov 
219857247 

equence 

Actinomy 


219857238 


219857231 
26395 


ref 


eae; 
ref 


eae; 


ref 


ref 


ref 


ref 


eae; 


18 Amycolatopsis 
09 Desulfovibrio 
ADEA 

2625807 26272 


ceta 


92 Methylarcula 
aceae; Methylarc 


12 2640976 Mycob 


NR_024889.1 


Pseudonocar 
NR_024888.1 


Pseudonocar 
NR_024887.1 


onaceae; Des 
NR_024877.1 
7 
les; Propion 


NR_024866.1 


NR_024859.1 
a 


Mycobacteri 


v 


114 


114 


RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetal 
e; 
692312 Bacteria_16S 


ial sequence 2723739 27 
omycetales; Micromonospori 


gi 


1 RNA, partial s 
Actinobacteridae; 


gi 


252 


219857156 
equence 


219857139 


es; Pseudonocard 
114 gi|219857204|ref|NR_024832.1 
sequence 2677198 26786 
omycetales; Corynebacterineae; Nocardiacea 
114 gi|219857197|ref|NR_024825.1 
891 
rineae; Nocardiacea 
45 gi|219857189|ref|NR_024817.1 
2698052 2699555 Bacillus asahii Bacte 
114 gi|219857175|ref|NR_024803.1 
somal RNA, partial sequence 2719156 272065 
Actinobacteridae; Actinomycetales; Coryn 
114 gi|219857172|ref|NR_024800.1 


ref 


ref 


2668117 26695 


2746146 27474 
Actinomycet 


8 


Micromonos 
NR_024784.1 
9 


ales; Coryne 


NR_024767.1 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Methylarcula terricola 


terricola Bacteria; 


ula. 

Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 

Desulfocella halophila 


halophila Bacteria; 


focella. 
Thiomicrospira 

1 Thiomicrospira 

ettsiaceae; 


Corynebacterium 
8 Corynebacterium 
terineae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


ineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Bacillus asahii strain 
ria; Firmicutes; 


Nocardia 
4 Nocardia 


ebacterineae; 


Longispora albida 


14 Longispora albida Bacteria; 
neae; 


poraceae; Longispora. 
Rhodococcus 

3 Rhodococcus 

bacterineae; 


Dietzia 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Dietziaceae; 


Dietzia. 


692312 Bacteria_16S 2793463 2793509 71 118 gi 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 2797944 2797986 71 114 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
692312 Bacteria_16S 2819130 2819172 71 114 gi|2 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; Planomonospora. 
692312 Bacteria_16S 2820623 2820665 71 114 gi| 219856910 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Planobispora. 
692312 Bacteria_16S 2826626 2826668 71 114 gi| 219856906 
strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


219857121|ref|NR_024749.1| Clostridium 
sequence 2792664 2794128 Clostridium 


19856911] ref|NR_024732.1| Planomonospora 
sequence 2818334 2819777 Planomonospora 
Actinomycetales; Streptosporangineae; 


ref|NR_024731.1| Planobispora rosea 
70 Planobispora rosea Bacteria; 
Streptosporangineae; Streptosporangiaceae; 


ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
Sporichthyaceae; Sporichthya. 


692312 Bacteria_16S 2834272 2834314 71 114 gi|219856901|ref|NR_024722.1| Nocardia vinacea 
strain MK703-102F1 16S ribosomal RNA, partial sequence 2833466 2834941 Nocardia vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

692312 Bacteria_16S 2837347 2837393 71 118 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

692312 Bacteria_16S 2860456 2860483 91 118 gi|219856884|ref|NR_024703.1| Pseudomonas 


carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; 
692312 Bacteria_16S 2874510 2874533 91 114 gi|219856875 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 
692312 Bacteria_16S 2906485 2906527 71 114 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 
692312 Bacteria_16S 2921907 2921954 71 118 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

692312 Bacteria_16S 2926325 2926352 91 118 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 
692312 Bacteria_16S 2938337 2938379 71 114 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 
692312 Bacteria_16S 2970142 2970184 71 114 gi| 219846944 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; Friedmanniella. 
692312 Bacteria_16S 2985434 2985476 71 114 gi| 219846933 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

692312 Bacteria_16S 2986956 2986998 71 114 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
692312 Bacteria_16S 2988482 2988524 71 114 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

692312 Bacteria_16S 3008275 3008317 70 113 gi|219846918|ref|NR_026510.1| Halospirulina 


2859671 2861120 Pseudomonas 

Rhizobiales; Bradyrhizobiaceae. 

ref|NR_024694.1| Pullulanibacillus 
2873633 2875172 Pullulanibacillus 


ref|NR_026536.1| Friedmanniella 
2969338 2970810 Friedmanniella 
Actinomycetales; Propionibacterineae; 


ref|NR_026525.1| Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 


tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 
692312 Bacteria_16S 3012760 3012802 71 114 gi|219846915|ref|NR_026507.1| Marmoricola 


3011945 3013441 Marmoricola 
Actinomycetales; Propionibacterineae; 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; Marmoricola. 
692312 Bacteria_16S 3023342 3023384 71 114 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
692312 Bacteria_16S 3029323 3029374 3 54 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 


692312 Bacteria_16S 
strain HKI 0136 1 


3040070 3040112 71 114 gi| 219846896 
6S ribosomal RNA, partial sequence 3039256 30407 


ref|NR_026488.1| Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

692312 Bacteria_16S 3046170 3046212 71 114 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 

692312 Bacteria_16S 3052253 3052295 71 114 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobact 
692312 Bacteria_16S 3067343 3067385 3 45 gi|219846877 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
692312 Bacteria_16S 3085494 3085521 91 118 gi|219846865|ref|NR_026457.1 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 308611 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 
692312 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Paracoccus. 


eraceae; Malonomonas. 
ref|NR_026469.1| Gemella palaticanis 


Paracoccus 
1 Paracoccus 
obacteraceae; 


3086939 3086966 91 
ain 381 16S ribosomal 
teria; Proteobacteria; 
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uence 
eria; 


118 gi 
RNA, partial seq 
Alphaproteobact 


ref|NR_026456.1 
3086162 308755 
obacterales; Rho 


Paracoccus 
6 Paracoccus 


Rhod dobacteraceae; 


692312 Bacteria_16S 


strain N2 16S rib 


692312 Bacteria_16S 


osomal 
Proteobacteria; Alphapro 


3107886 3107913 91 11 
RNA, complete sequence 
teobacteria; Rhodobacte 
3112271 31122941 24 


8 gi| 219846850 
3107102 31085 
rales; Rhodobacter 


gi| 219846847 


ref|NR_026442.1 


aceae; Rhodovulu 
ref|NR_026439.1 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Desulfobacter 


obacter halotolerans 

eae; Desulfobacter. 
Corynebacterium 

3 Corynebacterium 

rineae; 


17 3112988 Desulf 
Desulfobacterac 
ref|NR_026434.1 
119211 312059 
Corynebacte 


halotolerans DSM 11383 16S ribosomal RNA, partial sequence 31115 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
692312 Bacteria_16S 3120013 3120055 71 114 gi| 219846842 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Corynebacteriaceae; Corynebacterium. 
692312 Bacteria_16S 3121487 3121510 91 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial s 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibaci 
692312 Bacteria_16S 3123034 3123057 91 114 gi 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

692312 Bacteria_16S 3133387 3133429 71 114 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

692312 Bacteria_16S 3134875 3134902 91 118 gi|219846832|ref|NR_026424.1| Paracoccus alkenifer 
strain A901/1 16S ribosomal RNA, partial sequence 3134094 3135501 Paracoccus alkenifer Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

692312 Bacteria_16S 3139342 3139388 71 118 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
strain GY-1 16S ribosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
692312 Bacteria_16S 3140896 3140926 82 113 gi| 219846828 |ref 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella b 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella 
692312 Bacteria_16S 3143950 3143977 91 118 gi| 219846826 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 31431 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
692312 Bacteria_16S 3148449 3148491 71 114 gi| 219846823 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 31476 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet Cory 
Corynebacterium. 
692312 Bacteria_16S 3162277 3162304 91 
heliothermus strain EL-219 16S ribosoma 
heliothermus Bacteria; Proteobacteria; 
Antarctobacter. 
692312 Bacteria_16S 3163737 3163764 91 
strain Ekho Lake-172 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
692312 Bacteria_16S 3175917 3175959 71 114 gi 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
692312 Bacteria_16S 3180436 3180459 91 114 gi 
strain ATCC 700628 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
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NR_026380.1| Corynebacterium 
3199614 3201013 Corynebacterium 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


692312 Bacteria_16S 3207857 3207899 71 114 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

692312 Bacteria_16S 3213830 3213872 71 114 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

692312 Bacteria_16S 3215353 3215395 71 114 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

692312 Bacteria_16S 3250170 3250212 71 114 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 
strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 3250829 Nonomuraea salmonea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
692312 Bacteria_16S 3251670 3251712 71 114 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

692312 Bacteria_16S 3265239 3265277 79 118 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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692312 Bacteria_16S 3608313 3608355 71 114 gi| 219846500 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacteriaceae; Mycobacterium. 

692312 Bacteria_16S 3611236 3611278 3 45 gi|219846498 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 36104 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

692312 Bacteria_16S 3617396 3617438 71 114 gi|219846494 
komossense strain Ko2 16S ribosomal RNA, partial sequence 36165 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

692312 Bacteria_16S 3624526 3624568 71 114 gi|219846489 
strain 3015 16S ribosomal RNA, partial sequence 3623734 36252 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
692312 Bacteria_16S 3626071 3626113 71 114 gi| 219846488 
strain ATCC 35799 16S ribosomal RNA, complete sequence 36252 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

692312 Bacteria_16S 3632332 3632378 71 118 gi|219846484 
strain Dfrl 16S ribosomal RNA, partial sequence 3631486 36329 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacte 
692312 Bacteria_16S 3636816 3636858 71 114 gi|219846481 
strain ATCC 43910 16S ribosomal RNA, partial sequence 36360 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

692312 Bacteria_16S 3661284 3661307 1 24 gi|219846464 
strain IC079 16S ribosomal RNA, partial sequence 3660516 36619 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
219846462 


692312 Bacteria_16S 3664409 3664451 71 
bohemicum strain DSM 44277 16S ribosoma 
bohemicum Bacteria; Actinobacteria; Act 
Mycobacteriaceae; Mycobacterium. 

692312 Bacteria_16S 3678146 3678188 71 
thermophilus strain BMA1 16S ribosomal 
thermophilus Bacteria; Deferribacteres; 
692312 Bacteria_16S 3682653 3682680 91 
arcticus strain 238 16S ribosomal RNA, 
Bacteria; Proteobacteria; Alphaproteoba 
692312 Bacteria_16S 3721756 3721798 71 
hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 
692312 Bacteria_16S 
strain IFO 14097 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 3737930 3737972 71 
strain IFO 14525 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 3739394 3739436 71 
strain IFO 14345 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 3740859 3740901 71 
niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 
692312 Bacteria_16S 3742323 3742365 71 
strain T/457 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
Microtetraspora. 
692312 Bacteria_16S 
strain IFO 14094 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 3745250 3745292 71 
strain 104 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
692312 Bacteria_16S 3746711 3746753 71 
strain IFO 13155 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
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orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 
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Streptosporangineae; 
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orangiaceae; Nonomuraea. 


692312 Bacteria_16S 3764854 3764896 71 114 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
692312 Bacteria_16S 3817786 3817813 91 118 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 
692312 Bacteria_16S 3838874 3838897 1 24 gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
692312 Bacteria_16S 3840449 3840491 71 114 gi|219846335|ref|NR_025925.1| Blastococcus 
aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

692312 Bacteria_16S 3880043 3880070 91 118 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

692312 Bacteria_16S 3886284 3886326 71 114 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

692312 Bacteria_16S 3901590 3901632 71 114 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

692312 Bacteria_16S 3912338 3912365 91 118 gi|219846286|ref|NR_025876.1]| Agromonas 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
692312 Bacteria_16S 3936543 3936570 91 118 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

692312 Bacteria_16S 3937977 3938004 91 118 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

692312 Bacteria_16S 3969149 3969172 91 114 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
692312 Bacteria_16S 4011927 4011969 71 114 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
692312 Bacteria_16S 4039256 4039298 71 114 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

692312 Bacteria_16S 4049871 4049913 71 114 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
692312 Bacteria_16S 4051303 4051345 71 114 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

692312 Bacteria_16S 4054259 4054301 71 114 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
692312 Bacteria_16S 4063301 4063343 71 114 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

692312 Bacteria_16S 4073908 4073950 71 114 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

692312 Bacteria_16S 4075397 4075439 71 114 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

692312 Bacteria_16S 4110116 4110158 71 114 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
692312 Bacteria_16S 4111682 4111724 71 114 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
692312 Bacteria_16S 4134506 4134533 91 118 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 


haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


692312 Bacteria_16S 4166958 4166985 91 118 gi|219846102|ref|NR_025692.1 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 416759 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodoba 
Sulfitobacter. 

692312 Bacteria_16S 4168440 4168467 91 118 gi|219846101|ref|NR_025691.1 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 
692312 Bacteria_16S 4212518 4212541 91 114 gi| 219846067 |ref|NR_025657.1 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

692312 Bacteria_16S 4232260 4232287 91 118 gi| 219846047 |ref|NR_025637.1 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 423288 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterale 
Leisingera. 

692312 Bacteria_16S 4233763 4233805 71 114 gi|219846046|ref|NR_025636.1 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium 
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aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 
692312 Bacteria_16S 728134 728172 3 41 gi|265678563|ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
692312 Bacteria_16S 856817 856858 71 113 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

692312 Bacteria_16S 902318 902356 3 41 gi|265678443|ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

692312 Bacteria_16S 933303 933344 71 113 gi|265678423|ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

692312 Bacteria_16S 1069429 1069471 3 45 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 


strain W1-2B 16S 


ribosomal RNA, partial sequence 


1068707 10701 


33 Brevundimonas 


nasdae Bacteria; 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

692312 Bacteria_16S 1103912 1103950 3 41 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

692312 Bacteria_16S 1106943 1106997 3 57 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

692312 Bacteria_16S 1140319 1140357 3 41 gi|253680763|ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 

692312 Bacteria_16S 1178154 1178184 6 36 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

692312 Bacteria_16S 1288250 1288292 3 45 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

692312 Bacteria_16S 1391259 1391297 3 41 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
692312 Bacteria_16S 1447698 1447736 3 41 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
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AGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAGCTCGCGAGAGTCAGCTAATCCCGAAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCG 
ACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCA 
CCAGAAGTGGTTAGCTTAACCTTCGGGAAAGCGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCAGGCCT 
AACACATGCAAGTCGAGCGGTAACAGATCCAGCTTGCTGGATGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGATAGTGGGGGATAACCTG 
GGGAAACCCAGGCTAATACCGCATACGTCCTACGGGAGAAAGGGGGCTCCGGCTCCCGCTATGGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAACGGC 
TCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGGGAAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAACGCCTAGCGGTTAATACCCGCTAGG 
AAAGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGT 
AGGTGGCTTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAAGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTA 
GCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTCGACCAGCCGTTGGGTGCCTAGCGCACTTTGTGGCGAAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCC 
GCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTGC 
GAATTTGGTAGAGATACCTTAGTGCCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGC 
GCAACCCTTGTCCTTATTTGCCAGCGCGTAATGGCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCT 
TACGAGTAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAACTCGCGAGAGTGAGCCAATCCCGAAAAGCCGATCTCAGTCCGGATCGGAGTCTG 
CAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GACTGCACCAGAAGTGGTTAGCCTAACGCAAGAGGGCGATCACCACGGTGTGGTTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNTTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGATCTAGCTTGCTAGATGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAATCT 
GCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGCTAATACCGCATACGTCCTACGGGAGAAAGGGGGCTCCGGCTCCCGCTATTGGATGAGCCTATGTCGGAT 
TAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGGACAATGGGGGSAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAACG 
CCTATTGGTTAATACCCANTAGGAAAGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGA 
ATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAG 
AGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGAGGTGCGAAAG 
CGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACCAGCCGTTGGGTGCCTAGAGCACTTTGTGGCGAAGTTAACGCGATAAG 
TCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAAC 
CTTACCTACCCTTGACATCTACAGAAGCCGGAAGAGATTCTGGTGTGCCTTCGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATG 
TTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTATTTGCCAGCGAGTAATGTCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
CGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCTGCGAGCTCGCGAGAGTCAGCGAATCCCTTAAAGCCG 
GTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACGCAAGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAACACATGCAAGTCGAGCGGTAACAGGTCCTTCGGGATGCTGACGAGCGGCGGACGGGTGAGTAATGC 
ATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGCTAATACCGCATACGTCCTACGGGAGAAAGGGGGCTCCGGCTCCCGCTATTGGATGAGCC 
TATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCG 
AGGAAGAACGCCTGGCGGTTAATACCCGCCAGGAAAGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCMGCCGCGGTAATACGGAGGGTGCAAGC 
GTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAG 
AGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGA 
GGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACCAGCCGTTGGGTGCCTAGCGCACTTTGTGGCGAAGTTA 
ACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAA 
CGCGAAGAACCTTACCTACCCTTGACATCCTGCGAACCCGGAAGAGATTCCGGGGTGCCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTATTTGCCAGCGAGTAATGTCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCTGCGAGCTCGCGAGAGTCAGCGAATCC 
CTTAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACGCAAGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACCCCG 
TGCTTGCACGGGTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACTGGATATGACCT 
TTAACCGCATGGTTTTTGGTGGAAAGATTTATCGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCG 
ACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGAGGCTCAACCTC 
GGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGG 
CAGGTCTCTGGGCATCTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGG 
GAACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCCAGACCGCCTCAGAGATGGGGTTTCCCTTCGGGGCTGGTTCAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAAAGGTGGGGACTC 
ATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGG 
GTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCACCTTGTGTGGAGG 
GAGTCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGGGTGAGT 
AACACGTGAGTAACCTGCCCCAAACTCTGGGATAACAGTCGGAAACGGCTGCTAATACCGGATATGAACTTCCCCTGCATGGGGGTTGTTGGAAAGCTCCGGCGG 
TTTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAG 
ATACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAA 
ACCGCTTTCAGCGCAGACGAAGCGAAAGTGACGGTATGCGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTGCGAGCGTTGTCC 
GGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTTGCGTCAGAAGTGAAAACTCAGGGCTTAACCCTGAGCCTGCTTCTGATACGGGCAGACTAGAGGAAGT 
TAGGGGAGAACGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGACTTTCCTGACGCTGAGAAGCGA 
AAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTCACATTCCACGTGATCCGTGCCGCAGCTAACGCA 
TTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGA 
AGAACCTTACCTGGGTTTGACATGTACCGGAAACATTCAGAGATGGATGCCCCTTTTTGGTCGGTACACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCAATGTTGCCAGCGGGTCATGCCGGGGACTCATTGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGG 
GGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAACCTGCAAGGGTGAGCGAATCCCAAAAAG 
CCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGGCTTGTA 
CACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCTTTTAGGGGGGAGCCGTCGAAGGTGGGACCGGTAATTAGGACNNNNNNNN 
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692312 Bacteria_16S 3790289 3790327 3 41 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

692312 Bacteria_16S 3791828 3791866 3 41 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

692312 Bacteria_16S 3897103 3897145 3 45 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

692312 Bacteria_16S 3932246 3932268 91 113 gi|219846272|ref|NR_025862.1] Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

692312 Bacteria_16S 3967560 3967598 3 41 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

692312 Bacteria_16S 3970512 3970554 3 45 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
692312 Bacteria_16S 3976309 3976351 3 45 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

692312 Bacteria_16S 4107085 4107123 3 41 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

692312 Bacteria_16S 4173096 4173118 91 113 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

692312 Bacteria_16S 4188283 4188313 6 36 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

692312 Bacteria_16S 4195890 4195928 3 41 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
692312 Bacteria_16S 4212430 4212472 3 45 gi| 219846067 |ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

692312 Bacteria_16S 4220179 4220220 71 113 gi| 219846061 |ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 4239721 4239763 3 45 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
692312 Bacteria_16S 5301 5338 3 40 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

692312 Bacteria_16S 6763 6800 3 40 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

692312 Bacteria_16S 8220 8257 e) 40 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

692312 Bacteria_16S 17274 17311 3 40 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

692312 Bacteria_16S 31210 31242 81 114 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

692312 Bacteria_16S 43102 43142 73 114 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

692312 Bacteria_16S 49113 49146 3 36 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
692312 Bacteria_16S 53885 53938 3 56 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
692312 Bacteria_16S 62861 62898 3 40 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
692312 Bacteria_16S 67395 67432 3 40 gi|265679019|ref|NR_029327.1| Sphingomonas 


asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 


66694 68135 


Sphingomonas 


asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

Sphingomonas. 

692312 Bacteria_16S 75000 75037 3 40 gi|265679014|ref|NR_029322.1| Chlorobium 

phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 

phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 

Chlorobium. 

692312 Bacteria_16S 76375 76412 3 40 gi|265679013|ref|NR_029321.1| Chlorobaculum 

thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 

thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

692312 Bacteria_16S 85388 85428 73 114 gi|265679006|ref|NR_029314.1| Nocardiopsis 

dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

692312 Bacteria_16S 126682 126715 3 36 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 

strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

692312 Bacteria_16S 135781 135814 3 36 gi|265678972|ref|NR_029280.1| Actinomyces 

gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 

gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomycetaceae; Actinomyces. 

692312 Bacteria_16S 166335 166356 97 118 gi|265678952|ref|NR_029260.1| Clostridium tetani 

strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 184429 184466 3 40 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 

1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 209106 209159 3 56 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 

strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 233447 233484 3 40 gi| 265678907 |ref|NR_029215.1| Rhodobacter 

sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 

sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Rhodobacter. 

692312 Bacteria_16S 250617 250649 81 114 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 

strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

692312 Bacteria_16S 252099 252131 81 114 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 

strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

692312 Bacteria_16S 254972 255009 3 40 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 

F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 

Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

692312 Bacteria_16S 259475 259512 3 40 gi| 265678889 |ref|NR_029197.1| Ruegeria 

lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 

lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Ruegeria. 
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692312 Bacteria_16S 


strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

692312 Bacteria_16S 314057 314110 3 56 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 318471 318508 3 40 gi|265678848|ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
692312 Bacteria_16S 337074 337107 3 36 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

692312 Bacteria_16S 350629 350666 3 40 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

692312 Bacteria_16S 353598 353637 78 118 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

692312 Bacteria_16S 356460 356497 3 40 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

692312 Bacteria_16S 357890 357927 3 40 gi|265678816|ref|NR_029121.1] Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

692312 Bacteria_16S 362491 362544 3 56 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

692312 Bacteria_16S 372871 372908 3 40 gi|265678806|ref|NR_029111.1| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

692312 Bacteria_16S 383531 383568 3 40 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

692312 Bacteria_16S 405145 405185 73 114 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

692312 Bacteria_16S 416052 416089 3 40 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
692312 Bacteria_16S 420617 420661 73 118 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

692312 Bacteria_16S 428337 428390 3 56 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

692312 Bacteria_16S 431386 431439 3 56 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

692312 Bacteria_16S 437676 437709 3 36 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

692312 Bacteria_16S 448377 448430 3 56 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

692312 Bacteria_16S 449912 449965 3 56 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 


xinjiangensis Bac 
Actinosynnematace 


692312 Bacteria_16S 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


309486 309523 3 40 gi 


265678854 


ref|NR_029160.1| Ruminococcus callidus 


692312 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 
460600 460633 3 36 gi|265678744|ref|NR_029049.1]| Amycolatopsis 
in NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
477283 477320 3 40 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 


476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 


Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


692312 Bacteria_16S 


strain CS1 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Firmicutes; 
692312 Bacteria_16S 


ciconiae strain BS13 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
692312 Bacteria_16S 
strain NO-502 16S 
Bacteroidetes; 
692312 Bacteria_16S 
variabile strain 
Bacteria; Firmicutes; 
692312 Bacteria_16S 

strain R9242 16S 


692312 Bacteria_16S 


helgolandensis strain Hel 


Jannaschia. 
692312 Bacteria_16S 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
692312 Bacteria_16S 


thermohalophila strain Fru22 16S ribosomal RNA, partial 
thermohalophila Bacteria; 


692312 Bacteria_16S 
hassiacum strain 
Bacteria; 
692312 Bacteria_16S 
hassiacum strain 
Bacteria; 
692312 Bacteria_16S 
strain CCUG 42773 


692312 Bacteria_16S 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 


Lactobacillales; 


BI 114 16 


ribosomal 
Actinobacteria; Actinobact 


514159 514196 3 


524847 524880 3 


535545 535582 3 


ribosomal RNA, partial sequence 
Sphingobacteria; 


540107 540144 3 


Clostridia; 
569142 569175 3 


572175 572212 3 


584132 584169 3 


591613 591650 3 


Bacteroidetes; 
593130 593167 3 


W-51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


593223 593244 97 


W-51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


596179 596212 3 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


623409 623462 3 


RNA, partial sequence 


10 16S ribosomal RNA, partial 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; 


40 gi| 265678709 |ref 


Lactobacillus. 


36 gi|265678702|ref 


Coryneba 


40 gi| 265678695 |ref 


40 gi| 265678692 |ref 


S ribosomal RNA, partial sequence 539384 540811 Subdol 
Clostridiales; 


Sub 
ref 


Ruminococcaceae; 


36 gi| 265678673 


Sphingomonadales; Sphi 
118 gi| 265678657 |ref 
Sphingomonadales; Sphi 
36 gi| 265678655 |ref 
Ac 

56 gi| 265678636 |ref 


513446 514813 Lactobacillus 


524146 525550 Coryne 


568394 569881 Actinobaculum 


592408 593892 Novosp 


592408 593892 Novosp 


595455 596820 Actino: 


aurimucosum Bacte 
Corynebacteriacea 


692312 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


ria; Actinobacteria; Actinobacteridae; Actinomycetal 
e; Corynebacterium. 
658401 658438 3 40 gi|265678610|ref 


657665 65912 
Anaerostipes. 


0 Anaerostipes 


692312 Bacteria_16S 


strain M343/98/2 16S ribosomal RNA, partial sequence 672829 67426 
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36 265678530|ref 


gi 


677507 678904 Ochrobactrum 


678955 680426 


686343 687857 Desulf 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


1 sequence 719632 721036 


NR_029014.1 


NR_029007.1 
cterineae; C 
NR_029000.1 


Arcicella. 


ngomonadacea 
NR_028962.1 


ngomonadacea 
NR_028960.1 


tinomycetace 
NR_028941.1 
es; Coryneba 


NR_028915.1 


NR_028905.1 


tinomycetace 
NR_028902.1 


bactrum. 
NR_028901.1 


s; Brucellac 
NR_028896.1 


ulfobacterac 
NR_028872.1 


terales; Cau 
NR_028872.1 
terales; Cau 


NR_028857.1 


ae; Roseomon 
NR_028834.1 


Pseudonocar 


40 gi| 265678516 |ref 


Lactobacillus rossiae 
rossiae Bacteria; 


Corynebacterium 
bacterium ciconiae 


orynebacteriaceae; 


Arcicella aquatica 


534808 536267 Arcicella aquatica Bacteria; 
Sphingobacteriales; Flexibacteraceae; 


NR_028997.1| Subdoligranulum 
igranulum variabile 

doligranulum. 

NR_028978.1| Actinobaculum urinale 


urinale Bacteria; 


eridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
40 gi|265678671|ref|NR_028976.1| Jannaschia 
sequence 571472 572837 Jannaschia 
Rhodobacterales; Rhodobacteraceae; 
40 gi|265678663|ref|NR_028968.1| Paracoccus 
583422 584837 Paracoccus 
Rhodobacterales; Rhodobacteraceae; 
40 gi|265678658|ref|NR_028963.1| Anaerophaga 
sequence 590846 592357 Anaerophaga 
Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
40 gi| 265678657 |ref|NR_028962.1| Novosphingobium 


hingobium hassiacum 
e; Novosphingobium. 
Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Corynebacterium 
Corynebacterium 
cterineae; 


Anaerostipes caccae 


caccae Bacteria; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 
eae; Ochrobactrum. 
Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Asticcacaulis 
Asticcacaulis 


lobacteraceae; 


Roseomonas mucosa 


741046 742527 Roseomonas mucosa Bacteria; 


as. 
Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 


NR_028819.1 


Rhizobium loessense 


793611 794989 Rhizobium loessense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


692312 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
692312 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
692312 Bacteria_16S 


subsp. pomaceae s 
subsp. 
Zymomonas. 


692312 Bacteria_16S 


subsp. 
subsp. 
Zymomonas. 


pomaceae Ss 


692312 Bacteria_16S 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae; 
692312 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


692312 Bacteria_16S 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
692312 Bacteria_16S 


strain AMX51 16S 


strain 19 16S rib 
Firmicutes; Clost 


692312 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


692312 Bacteria_16S 


strain K24 16S ri 


strain W1219 16S 
Firmicutes; Erysi 


692312 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


692312 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


692312 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


692312 Bacteria_16S 


strain AS4.0578 1 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


692312 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


692312 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


692312 Bacteria_16S 


strain RE35F/1 16 
Proteobacteria; A 


692312 Bacteria_16S 


strain RE35F/1 16 
Proteobacteria; A 


pomaceae B 


pomaceae B 


824933 824970 3 40 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826435 826472 3 40 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
834167 834204 3 40 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


834260 834281 97 118 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


835669 835706 3 40 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

835762 835783 97 118 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

838654 838687 3 36 
ribosomal RNA, partial sequence 


v 


v 


gi 


Stre 
843192 843229 3 40 gi 


ribosomal RNA, partial sequence 


846323 846360 3 

osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
847847 847884 3 40 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
861373 861406 3 36 gi 
bosomal RNA, partial sequence 


40 gi 


862933 862970 3 40 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
870541 870578 3 40 gi 
in B0O71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


gi 


874917 874950 3 36 gi 
CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
eae; Streptosporangium. 
874988 875028 73 114 gi 
CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
eae; Streptosporangium. 
877871 877924 3 


56 gi 


882381 882414 3 36 gi 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


882453 882493 73 114 gi 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


890082 890122 73 114 gi 
rain 3.24 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 

908418 908455 3 40 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


gi 


824212 825662 Bosea 


825713 827158 Bosea 


837961 83941 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
692312 Bacteria_16S 
845553 84708 


860647 86213 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
692312 Bacteria_16S 
862181 86365 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
692312 Bacteria_16S 


907717 90916 
Erythrobac 


265678496 


sea. 
265678495 


sea. 

265678490 
ial sequen 
cteria; Sph 
265678490 
ial sequen 
cteria; Sph 
265678489 
tial seque 
roteobacte 


n 
r 


265678489 
tial seque 
roteobacte 


n 
r 


265678487 


ptosporangi 


265678484 


rhizobiace 
265678482 


a 


Clostridiu 
265678481 
nce 84713 
terales; R 
265678471 


h 


donocardin 
265678470 


e 


elotrichac 
265678465 
uence 
ria; 


e 


Rhizob 
265678462 
uence 


ctinomyceta 


265678462 
uence 


ctinomyceta 


265678460 


donocardin 
265678456 
nce 88163 
ales; Micr 


e 


265678456 
nce 88163 
ales; Micr 


265678451 
equence 
ae; Actino 


265678439 


908511 908532 97 118 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; 


265678439 


ref 


ref 


ref 
ce 833445 834896 


ref 
ce 833445 834896 


ref 


ref 


ref 
7 Nonomuraea rubra Bacteria; 
orangiaceae; Nonomuraea. 
Bosea minatitlanensis 

9 Bosea minatitlanensis Bacteria; 


ref 


ref 


ref 
0 Amycolatopsis 


ref 
9 Bulleidia extructa Bacteria; 


ref 
869838 87126 


ref 
874217 87563 


ref 
874217 87563 


ref 


ref 
0 883139 Catel 
omon 


ref 
0 883139 Catel 
omon 


ref 
889276 89072 
myce 


ref 
0 Erythrobacter 
tera 
ref 


ves 


ene 


ing 


ing 


ce 


ia; 


ce 


ia; 


nea 


e; 


odo 


ae; 


ae; 


ial 


les 


les 


ae; 


NR_028799.1 
trisii Bacte 


NR_028798.1 
ae Bacteria; 


NR_028793.1 
omonadales; 
NR_028793.1 
omonadales; 


NR_028792.1 
834947 
Sphingomona 


NR_028792.1 
834947 
Sphingomona 


NR_028790.1 


e; Streptosp 
NR_028787.1 


Bosea. 
NR_028785.1 


NR_028784.1 

° 
bacteraceae; 
NR_028774.1 


Pseudonocar 
NR_028773.1 


Bulleidia. 
NR_028768.1 
3 
es; Bradyrhi 
NR_028765.1 
5 


oO 


, 


Streptosp 


NR_028765.1 
5 
oO 


’ 


Streptosp 
NR_028763.1 


Actinosynne 
NR_028758.1 
1 
osporineae; 


NR_028758.1 
1 
osporineae; 


NR_028753.1 
7 


tales; Strep 
NR_028741.1 


ceae; Erythr 


NR_028741.1 


Bosea vestrisii strain 
ria; 


Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Zymomonas mobilis 
Zymomonas mobilis 


Sphingomonadaceae; 


Zymomonas mobilis 
Zymomonas mobilis 


Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Nonomuraea rubra 


Clostridium scindens 
1 Clostridium scindens Bacteria; 
m. 

ref 
2 848491 Parac 


Paracoccus 


ccus kondratievae 


Paracoccus. 


Amycolatopsis sacchari 


sacchari Bacteria; 


diaceae; Amycolatopsis. 


Bulleidia extructa 


Bradyrhizobium 
Bradyrhizobium 


zobiaceae; 


Streptosporangium 
Streptosporangium 


rangineae; 


Streptosporangium 
Streptosporangium 


rangineae; 


Lentzea flaviverrucosa 
3 Lentzea flaviverrucosa Bacteria; 
mataceae; 


Lentzea. 
Catellatospora 


atospora koreensis 
Micromonosporaceae; 


Catellatospora 


atospora koreensis 
Micromonosporaceae; 


Actinomadura 
Actinomadura 


tosporangineae; 


Erythrobacter citreus 


citreus Bacteria; 


obacter. 
Erythrobacter citreus 
907717 909160 Erythrobacter citreus Bacteria; 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 


692312 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


692312 Bacteria_16S 
train NRRL B-3298 16S ribosomal RNA, p 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


692312 Bacteria_16S 


pretiosum subsp. 


Actinomycetales; 


692312 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


692312 Bacteria_16S 


strain SH22623 16 
Proteobacteria; A 


692312 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


692312 Bacteria_16S 


strain LK2-10 16S 
Actinobacteria; A 
Micromonospora. 


692312 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


692312 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


692312 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


692312 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


692312 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


692312 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain DAPP-PG 22 
Proteobacteria; A 


692312 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


692312 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


692312 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


692312 Bacteria_16S 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


692312 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


692312 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; A 


909989 910026 3 40 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; 

913081 913134 3 56 gi 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

914639 914692 3 56 gi 
pretiosum strain C-15003 16S ribosomal 


Pseudonocardineae; Actinosynnemataceae 
931651 931688 3 40 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
1025347 1025384 3 40 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1031382 1031415 3 36 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1048305 1048338 3 36 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


1054406 1054427 97 118 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1057326 1057363 3 40 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1060457 1060497 73 114 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1067927 1067964 3 40 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1073838 1073875 3 40 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1073931 1073952 97 118 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078230 1078267 3 40 gi 
4 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1082771 1082808 3 40 gi 


Lactobac 
gi 


bacillales; Lactobacillaceae; 
1084205 1084242 3 40 
ia; Sphingomonadales; Sphingomonadacea 
1084298 1084319 97 118 gi 
ia; Sphingomonadales; Sphingomonadacea 
1090406 1090439 3 36 gi 
ain A-5 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 
1099375 1099408 3 36 gi 
in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
eae; Acrocarpospora. 
1102344 1102365 3 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


24 gi 


692312 Bacteria_16S 


1125262 1125299 3 40 gi 


Clostrid 


265678438 
quence 

iales; Clo 
265678436 
dae; Actin 
265678435 
RNA, part 
; Actinosy 
265678424 
tial seque 
lostridial 
265678361 


1024681 10260 


biaceae; R 
265678357 
quence 

Actinomyc 


265678346 


1047573 10490 


omonospori 


265678341 
uence 
teria; 


265678339 
al sequenc 
eria; Rhiz 


265678337 
uence 

i; Thermal 
265678332 
ence 10672 


Sphingomonadales; 


265678328 
ence 10731 


Sphingomonadales; 


265678328 
ence 10731 


Sphingomonadales; 


265678324 
10775 
Sphingomon 

265678321 


6S ribosomal RNA, partial sequence 1082049 10834 


illus. 
265678320 


e; Sphingo 
265678320 


e; Sphingo 
265678316 
uence 

e; Actinom 


265678310 
1 sequence 
Actinomy 


, 


265678308 


1101592 11031 


ococcineae 
224581403 


artial seq 


Campylo 


ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028738.1 
uence 912332 
omycetales; Pseu 


ref 
ial 


NR_028737.1 
sequence 


nnema. 
ref |NR_028726.1 
nce 930884 
es; Clostridiace 
ref |NR_028663.1 


hizobium/Agrobac 
ref |NR_028659.1 

1030633 103211 
etales; Micromon 


ref|NR_028648.1 


neae; Micromonos 
ref |NR_028643.1 
1053566 105500 


bacterales; 


ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028639.1 

1059624 106111 
es; Thermaceae; 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028623.1 
61 Lactobacillus 


ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028622.1 
gobium amiense B 
bium. 
NR_028618.1 
1089685 109113 
ycetales; Strept 


NR_028612.1 
1098650 110009 
cetales; Strepto 


ref|NR_028610.1 


7 Mi 
ref 


crobacteriac 


Clostridium 

Clostridium 
stridium. 

Lechevalieria 

913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 

Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Micromonospora 

4 Micromonospora 

osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Lactobacillus equi 
equi Bacteria; 


Sphingobium amiense 
acteria; Proteobacteria; 


Sphingobium amiense 
acteria; Proteobacteria; 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


Acrocarpospora 
8 Acrocarpospora 


sporangineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 


NR_027184.1 


Cryomorpha ignava 


strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; Cryomor 


phaceae; C 


ryomorpha. 


692312 Bacteria_16S 1131253 1131293 73 


692312 Bacteria_16S 1132784 1132828 73 
sanguinis strain CF63 16 
Bacteria; Actinobacteria; 
Brevibacterium. 
692312 Bacteria_16S 1141798 1141835 3 
witflariensis strain W-5 


witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphi 
Sphingopyxis. 

692312 Bacteria_16S 1141891 1141912 97 118 gi| 253680762 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphi 
Sphingopyxis. 

692312 Bacteria_16S 1170577 1170630 3 56 gi| 228719618 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 11712 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Thermobispora. 

692312 Bacteria_16S 1172099 1172136 3 40 gi| 228719312 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 11713 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Syn 
Dethiosulfovibrio. 

692312 Bacteria_16S 1184195 1184232 3 40 gi| 228717037 
colihominis DSM 17241 16S ribosomal RNA, partial sequence 11834 
17241 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococc 
692312 Bacteria_16S 1191758 1191794 77 114 gi| 228715750 
strain EX-H1 16S ribosomal RNA, partial sequence 1190944 11924 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 
692312 Bacteria_16S 1232551 1232588 3 40 gi| 219878271 


schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; 


692312 Bacteria_16S 1237141 1237178 3 


paucivorans strain SYR1 16S ribosomal RNA, partial sequence 12363 
Clostridiales; 


Bacteria; Firmicutes; 
692312 Bacteria_16S 


Clostridia; 
1246192 1246225 3 


114 
strain ES10.1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


118 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


40 


0 16S ribosomal RNA, partial sequence 


40 


36 


strain 13.4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


692312 Bacteria_16S 1265630 1265667 3 
16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 


692312 Bacteria_16S 1270404 1270425 97 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial 


ishimotonii Bacteria; 
Desulfonema. 
692312 Bacteria_16S 
strain NCIMB 7030 


Proteobacteria; 


1298732 1298776 73 


692312 Bacteria_16S 
cellulosolvens 6 
Bacteria; Firmicutes; 
692312 Bacteria_16S 


1303213 1303250 3 


Clostridia; 
1362679 1362716 3 


antarcticus strain 307 16S ribosomal RNA, partial sequence 


Bacteria; 
692312 Bacteria_16S 
strain ATCC 29176 
29176 Bacteria; Firmicutes; 
692312 Bacteria_16S 


1364150 1364187 3 


Clostridia; 
1365580 1365617 3 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


Bacteria; 
692312 Bacteria_16S 
strain HTCC2516 1 
Bacteria; 
692312 Bacteria_16S 
strain L1-82 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; 
692312 Bacteria_16S 1392788 1392825 3 
strain MP145 16S ribosomal RNA, partial 
Tenericutes; Moll 
692312 Bacteria_16S 1400302 1400339 3 
RW1 16S ribosomal RNA, partial sequence 


1370285 1370322 3 


1383864 1383901 3 


Clostridiaceae; 


40 


118 


Deltaproteobacteria; 


118 


55 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


40 


16S ribosomal RNA, partial sequence 1302478 13039 
Clostridiales; 


40 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


40 


16S ribosomal RNA, partial sequence 
Clostridiales; 


40 


40 


6S ribosomal RNA, partial sequence 1369567 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


40 
sequence 


Clostridiales; 


40 
sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


40 


gi| 253680769 
1130448 11319 


253680768 
11319 
Micr 


gi 


gi| 253680762 


Rh 
gi| 219878251 
Lachnospiraceae; 
gi| 219857484 
1245479 12468 


gi| 219846539 


219846400 
sequence 
Desulf 


gi 


219846893 
12979 


gi 


gi|219846514 
Eubacteriaceae; 
gi| 228719132 
13619 
R 
228719063 
13634 
Ruminococc 
228719040 
13648 
les; Brady 
228718299 
13709 
R 
gi|228716944 
1383100 13845 
Lachnospiraceae; 
gi|228716184 
1392046 13934 


gi 


gi 


gi 


ref|NR_028017.1 


ref |NR_028016.1 
55 1133449 Brevib 
ococcineae; 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


ref|NR_028010.1 
1141076 114255 
ngomonadales; 


ref|NR_027583.1 
94 Thermobispora 
donocardineae; P 


ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027538.1 
06 Persephonella 


ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref |NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_026131.1 


ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref |NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref |NR_026106.1 


Eubacterium. 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027572.1 


hodobacteraceae; 
ref|NR_027557.1 


Roseburia. 
ref|NR_027548.1 


gi| 228715353 


Nocardiopsis exhalans 


04 Nocardiopsis exhalans Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


Brevibacterium 
acterium sanguinis 


Brevibacteriaceae; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Sphingopyxis 
7 Sphingopyxis 


Sphingomonadaceae; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Anaerotruncus 
truncus colihominis DSM 
ncus. 

Persephonella marina 
marina EX-H1 Bacteria; 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Parasporobacterium 
orobacterium paucivorans 
ium. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridium. 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Eubacterium 


66 Eubacterium cellulosolvens 6 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Nitrobacter 

acter hamburgensis X14 
trobacter. 

Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_027525.1 


Sphingomonas wittichii 


1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 


692312 Bacteria_16S 1407733 1407770 3 40 gi| 219846657 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial seq 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; S 
Sphingobium. 

692312 Bacteria_16S 1407826 1407847 97 118 gi| 219846657 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial seq 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; S 
Sphingobium. 

692312 Bacteria_16S 1409283 1409320 3 40 gi|224581401 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 14099 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
692312 Bacteria_16S 1413794 1413831 3 40 gi| 224581449 
strain S-3 16S ribosomal RNA, partial sequence 1413085 14145 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
692312 Bacteria_16S 1413887 1413908 97 118 gi|224581449 
strain S-3 16S ribosomal RNA, partial sequence 1413085 14145 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
692312 Bacteria_16S 1439980 1440033 3 56 gi| 224581428 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 14407 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
692312 Bacteria_16S 1452106 1452139 3 36 gi| 224581419 
endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Micromonosporaceae; Micromonospora. 

692312 Bacteria_16S 1482434 1482471 3 40 gi| 219878151 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fus 
Fusobacterium. 

692312 Bacteria_16S 1486939 1486976 3 40 gi| 219857235 
strain SO2 16S ribosomal RNA, partial sequence 1486230 14876 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
692312 Bacteria_16S 1490029 1490062 3 36 gi| 219846947 
strain IBS G15036 16S ribosomal RNA, partial sequence 14892 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

692312 Bacteria_16S 1491504 1491541 3 40 gi|219846902 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 14907 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiace 
692312 Bacteria_16S 1494488 1494521 3 36 gi| 219846703 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, pa 


Actinomycetales; 


692312 Bacteria_16S 


strain USDA 9030 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
692312 Bacteria_16S 1518387 1518424 3 40 gi| 219857618 
strain PC18 16S ribosomal RNA, partial sequence 1517647 15191 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
692312 Bacteria_16S 1519899 1519936 3 40 gi| 219857617 
strain PC80 16S ribosomal RNA, partial sequence 1519166 15206 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
692312 Bacteria_16S 1527628 1527668 73 114 gi| 219857435 


strain JCM3369 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

692312 Bacteria_16S 1530640 1530680 73 114 gi| 219857433 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 

oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinomadura. 

692312 Bacteria_16S 1532108 1532141 3 36 gi| 219857427 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial seque 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Micromonosporaceae; Micromonospora. 

692312 Bacteria_16S 1535175 1535215 73 114 gi| 219857414 


strain JCM 3325 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

692312 Bacteria_16S 1536613 1536666 3 56 gi| 219857378 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequenc 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Saccharothrix. 

692312 Bacteria_16S 1538175 1538228 3 56 gi| 219857377 


Couchioplanes caeruleus subsp. 


Micromonosporineae; Micromonosporaceae; 


1503404 1503441 3 40 gi 


S ribosomal RNA, partial sequence 


219846475 
16S ribosomal RNA, partial sequence 1502684 15041 


1526835 15282 


6S ribosomal RNA, partial sequence 1534373 15358 


Couchiop 


ref|NR_026249.1| Sphingobium 

uence 1407032 1408473 Sphingobium 
phingomonadales; Sphingomonadaceae; 
ref|NR_026249.1| Sphingobium 

uence 1407032 1408473 Sphingobium 
phingomonadales; Sphingomonadaceae; 
ref|NR_024719.1| Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 

m. 

ref|NR_027233.1| Sphingobium cloacae 

01 Sphingobium cloacae Bacteria; 

adaceae; Sphingobium. 

ref|NR_027233.1| Sphingobium cloacae 

01 Sphingobium cloacae Bacteria; 

adaceae; Sphingobium. 

ref|NR_027210.1| Lentzea violacea 

37 Lentzea violacea Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref|NR_027200.1| Micromonospora 
1451367 1452843 Micromonospora 

etales; Micromonosporineae; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


ref 
sequ 
obac 


NR_025290.1 
ence 148170 
teriales; Fu 


ref |NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref |NR_026539.1| Corynebacterium durum 
76 1490698 Corynebacterium durum 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


nebacterineae; Corynebacteriaceae; 
ref|NR_026494.1| Clostridium 

49 1492247 Clostridium saccharolyticum 
ae; Clostridium. 

ref |NR_026295.1| Couchioplanes 

rtial sequence 1493762 1495216 
lanes. 

ref|NR_026067.1| Rhizobium tropici 


57 Rhizobium tropici Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025207.1| Hespellia stercorisuis 
15 Hespellia stercorisuis Bacteria; 


ref|NR_025206.1| Hespellia porcina 
14 Hespellia porcina Bacteria; 


ref |NR_025023.1 
88 Actinomadura 
ineae; Thermomo 


Actinomadura yumaensis 
yumaensis Bacteria; 
nosporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


ref|NR_025021.1 
1529847 153130 
tales; Streptosp 


ref 
nce 
ycet 


NR_025015.1] Micromonospora 
1531359 1532864 Micromonospora 
ales; Micromonosporineae; 
Actinomadura vinacea 
vinacea Bacteria; 
nosporaceae; 


ref|NR_025002.1 
13 Actinomadura 
ineae; Thermomo 


ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


Saccharothrix 
5 Saccharothrix 
ardineae; 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 


ref|NR_024965.1| Saccharothrix 
1537426 1538935 Saccharothrix 


NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGATGAACTCTCTGCTTGCAGAGA 
GGGATGAGTGGCGGACGGGTGAGTAACACGTGGGAAACCTGCCCATGAGAGGGGGATAACATGCGGAAACGGATGCTAATACCCCATACCTTTCACACCACGCAT 
GTGGTGTAAAAGAAAGACGGCGAAGCTGTCGCTCATGGATGGTCCCGCGGCGCATTAGCTTGTAGGTGGGGTAACGGCCTACCTAGGCGATGATGCGTAGCCGAC 
CTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAATG 
CCGCGTGAATGATGAAGGTCTTCGGATTGTAAAGTTCTGTTGTTAGCCAAGAACTCCCACCAAGTCACTACTGGTGGAC TGACGGTAGCTAACCAGAAAGCCCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGCAGGCGGTGCGATTAGTCTGATGTGAAAG 
CCCACGGCTTAACCGTGGAATGGCATTGGAAACTATCGTACTTGAATTCAGAAGAGGAAAGCGGAATTCCATGTGTAGTGGTGAAATACGTAGATATATGGAAGA 
ACACCAGTGGCGAAAGCGGCTTTCTGGTCTGAAATTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GAGTGCTAAGTGTCGGAGGGTTTCCGCCCTTCGGTGCTGGAGTTCACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGCTCTTGACATCTGATGCATACCCTAGAGATAGGGGAAGTCCT 
TCGGGACATCAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTGATTAGTTGCCAGCATT 
CAGTTGGGCACTCTAATCAGACTGCCGGTGATAAATCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGAGCTGGGCTACACACGTGCTACAATG 
GATGGAACAACGAGTAGCGATCCCGCAAGGGTCAGCAAATCTTTCAAAACCATTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGCCGGAATCGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTCGTAACACCCGAAGCCGGCGAGGTAACCCG 
CAAGGGAGCCAGCTGTCGAAGGTGGGATGGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNCTGGCGGCGTGCTTTACACATGCAAGTCGAACGGACTGGCTCAGCTTGCTGGGTTGGTTAGTGGCGAACGGGTGAGTAACACGTGAGT 
AACCTGCCCCAGACTCTGGGATAACTACCGGAAACGGTGGCTAATACTGGATATGACACATTATCGCATGGTGGTGTGTGGAAAGGCTTGTCTGGTTTGGGATGG 
ACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCA 
GTAGGGAAGAAGCCTTTGGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCTCAGGCTCAACTTGAGGCGTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAG 
ACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGG 
GGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGTCCATTCCACGGGTTCCGCGCCGTAGCTAACGCATTAAGTGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTT 
ACCAAGCTTTGACATGCACGGGAAGCCACCAGAGATGGTGGTCTCTTTGGACACTCGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGGCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCATAAAGCCGGTCT 
CAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCG 
CCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCCAACCCTTGTGGGGGGAGCTGTCGAAGGTGGGATTGGCGATTAGGACTAAGTCGTANNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGCTT 
TAATCTTTTCAGCTTAGCTGAAAAGATTAAAGCTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCCTGTGCAGGGGGATAACACATCGAAAGGTGTGC 
TAATACCCCATAAGACTACGATGTCGCATGGCATAGTAGTAAAAGCTGAGGCGGCACAGGATGGGCCCGCGTCTGATTAGCTAGTTGGTAGGGTAACGGCCTACC 
AAGGCAACGATCAGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTAAGGGAAGAAAGATGACGGTACCTTAGGAGGAAGCCCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGCCGGTAAAGTCTGGGGTGAAAGG 
CTACGGCTTAACCGTAGTAAGCCTTGGAAACTTATCGGCTTGAGTGCAGGAGAGGAGAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAC 
ACCAGTGGCGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA 
GTGCTAGGTGTTGGAGGTTCATACTTTCAGTGCCGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGACTTGACATCCCTGTGACAGCTTCTTAATCGAAGCCTTCCCTTCG 
GGGACACAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCACTT 
AGGGTGGGCACTCTAAAGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGGATGACGTCAAATCATCATGCCCCTTATGTTCTGGGCTACACACGTGCTACAAT 
GGCTGGTACAAAGGGAAGCGAAGGAGTAATCCGGAGCGAATCCCAAAAAGCCAGTCCCAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCCGGAGTTGCT 
AGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCCCATGGCACCCGAAGTCAGTGAGTCAACCG 
TAAAGGAGACAGCTGCCGAAGGTGAAATGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAAT 
ACATGCAAGTAGAACGCTGAAGCTTGGTGCTTGCACCGAGCGGATGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCGGGGGATAACTATTG 
GAAACGATAGCTAATACCGCATAACAGCAGCCGACACATGTTAGCTGTTTGAAAGGAGCAATTGCTTCACTACCAGATGGACCTGCGTTGTATTAGCTAGTTGGT 
GAGGTAACGGCTCACCAAGGCAACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTTGAGTAGAGTG 
GAAAGTTACTCAAGTGACGGTATCTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCAAGCGTTGTCCGGATTTATTGGGCG 
TAAAGCGAGCGCAGGCGGTTGTATAAGTCTGAAGTAAAAGGCAGTGGCTTAACCATTGTGTGCTTTGGAAACTGTACAACTTGAGTGCAGAAGGGGAGAGTGGAA 
TTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGTCCTTTCCGGGACTCAGTGCCGTAGCTAACGCATTAAGCACTCCGCCTG 
GGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCCTCTGACCGTCCTAGAGATAGGATTTTCCTTCGGGACAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTGAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCAAGTCGGTGACGGCAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGA 
TTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGGTGAAGTCGTAACAAGGTAGCCGTAT 
CGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCAGCTTGC 
TGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTCCACTTCGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATATGAGCACTCATCG 
CATGGTGGGTGTTGGAAAGTTTTTCGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAG 
AGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCG 
TGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGGTGTGAAATCCCGAGGCTCAACCTCGGGCTTGC 
ATCGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTC 
TGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTC 
CACGAGTTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGGAAACACTCAGAGATGGGTGCCCCGTAAGGTCGGTGCACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGATAC 
CGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCCAACCGGTTTTCCGGGGGGAGTGGTCGAA 
GGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGC TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
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Amycolatopsis japonica 


1678661 1680145 Amycolatopsis japonica 
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692312 Bacteria_16S 1682498 1682531 3 36 gi|219878420|ref|NR_025559.1| Actinomyces oricola 
strain R5292 16S ribosomal RNA, partial sequence 1681727 1683234 Actinomyces oricola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

692312 Bacteria_16S 1684031 1684068 3 40 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 1711545 1711582 3 40 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 

692312 Bacteria_16S 1720739 1720776 3 40 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

692312 Bacteria_16S 1732863 1732900 3 40 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

692312 Bacteria_16S 1734361 1734398 3 40 gi| 219878385 |ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
692312 Bacteria_16S 1735880 1735913 3 36 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

692312 Bacteria_16S 1738925 1738958 3 36 gi|219878382|ref|NR_025521.1| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

692312 Bacteria_16S 1743649 1743689 73 114 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

692312 Bacteria_16S 1746675 1746715 73 114 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

692312 Bacteria_16S 1770881 1770924 70 114 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

692312 Bacteria_16S 1785875 1785912 3 40 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

692312 Bacteria_16S 1817942 1817979 3 40 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

692312 Bacteria_16S 1866685 1866718 3 36 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
692312 Bacteria_16S 1875750 1875783 3 36 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
strain HK85 16S ribosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

692312 Bacteria_16S 1877329 1877369 73 114 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

692312 Bacteria_16S 1901915 1901948 3 36 gi|219878262|ref|NR_025401.1] Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

692312 Bacteria_16S 1910615 1910648 3 36 gi| 219878256 |ref|NR_025395.1]| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

692312 Bacteria_16S 1925925 1925958 3 36 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

692312 Bacteria_16S 1927559 1927580 97 118 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 


strain L1/68 16S 


ribosomal RNA, partial sequence 


1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Ignatzschineria. 


692312 Bacteria_16S 1939525 1939562 3 40 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

692312 Bacteria_16S 1951922 1951955 3 36 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
692312 Bacteria_16S 1956274 1956311 3 40 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

692312 Bacteria_16S 2016076 2016113 3 40 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

692312 Bacteria_16S 2016169 2016190 97 118 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

692312 Bacteria_16S 2037018 2037071 3 56 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

692312 Bacteria_16S 2075464 2075501 3 40 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

692312 Bacteria_16S 2084717 2084754 3 40 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

692312 Bacteria_16S 2084809 2084830 97 118 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

692312 Bacteria_16S 2113533 2113570 3 40 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

692312 Bacteria_16S 2113626 2113647 97 118 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

692312 Bacteria_16S 2118143 2118180 3 40 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

692312 Bacteria_16S 2118236 2118257 97 118 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

692312 Bacteria_16S 2139349 2139382 3 36 gi| 219857642 |ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

692312 Bacteria_16S 2149920 2149953 3 36 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
692312 Bacteria_16S 2151421 2151458 3 40 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

692312 Bacteria_16S 2152885 2152922 3 40 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

692312 Bacteria_16S 2157404 2157437 3 36 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

692312 Bacteria_16S 2158884 2158921 3 40 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

692312 Bacteria_16S 2183226 2183259 3 36 gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

692312 Bacteria_16S 2196883 2196920 3 40 gi|219857601|ref|NR_025189.1]| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 


pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
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692312 Bacteria_16S 


2301632 2301669 3 


34632 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


692312 Bacteria_16S 


2309308 2309341 3 


40 


gi| 219857529 


2300928 2302353 Afipi 


36 


gi| 219857523 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 
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2363823 2363856 3 


36 


Streptosporang 
gi| 219857513 
23238 
Cory 


219857507 
sequenc 
Actinom 


gi 


gi|219857505 
2334350 23357 


ref 


ref 


e; M 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


lla. 
ref 


biac 


teri 
ref 


cter 
ref 


teri 
ref 


Bar 
ref 


Bar 
ref 


ae; 
ref 
a bi 


ref 


inea 
ref 


neba 
ref 
ycet 
ref 


acea 


gi] 219857485 


2202199 220366 


20 2206668 Mycopl 


13 2232371 Persep 


78 2245989 Rhizob 


67 2325209 Coryne 


e 2332775 233429 


NR_025186.1 


NR_025185.1 


ycoplasma. 


NR_025184.1 


NR_025183.1 


NR_025182.1 


NR_025180.1 


NR_025179.1 


NR_025178.1 


NR_025177.1 


NR_025166.1 


NR_025157.1 
eae; Rhizobi 
ales; 
NR_025142.1 


aceae; Desul 
NR_025127.1 


um. 
NR_025121.1 


tonella. 
NR_025120.1 


tonella. 
NR_025118.1 


Bosea. 
NR_025117.1 
rgiae Bacter 


NR_025111.1 


e; Streptosp 
NR_025101.1 


cterineae; C 
NR_025095.1 
ales; Strept 
NR_025093.1 


e; Paracoccu 


ref 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Persephonella 
honella guaymasensis 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


desulfobacteriaceae; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Nocardiopsis 
9 Nocardiopsis 


osporangineae; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 


NR_025073.1 


Haemophilus felis 


strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 2364576 Haemophilus felis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


692312 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


2365367 2365404 3 40 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


2364627 23660 


219857483 


ref|NR_025071.1 


692312 Bacteria_16S 2366877 2366914 3 40 gi| 219857482 |ref|NR_025070.1| Mycoplasma 
equigenitalium strain T37 16S ribosomal RNA, partial sequence 2366137 2367596 Mycoplasma 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

692312 Bacteria_16S 2394173 2394210 3 40 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 


strain Loup-1 16S 
Bacteroidetes; Ba 


692312 Bacteria_16S 


strain IBS 325 16 


ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
2395629 2395666 3 40 gi 
S ribosomal RNA, partial sequence 


2393419 23948 


2394935 23963 


daceae; Po 
219857463 


84 Porphyromonas 
rphyromonas. 
ref|NR_025051.1 


gulae Bacteria; 


Mycoplasma elephantis 
86 Mycoplasma elephantis Bacteria; 


Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

692312 Bacteria_16S 2401733 2401773 73 114 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

692312 Bacteria_16S 2409344 2409377 3 36 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

692312 Bacteria_16S 2415583 2415636 3 56 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

692312 Bacteria_16S 2457965 2458002 3 40 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

692312 Bacteria_16S 2458058 2458079 97 118 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

692312 Bacteria_16S 2459458 2459495 3 40 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

692312 Bacteria_16S 2459551 2459572 97 118 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

692312 Bacteria_16S 2460949 2460986 3 40 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

692312 Bacteria_16S 2479036 2479073 3 40 gi|219857397|ref|NR_024985.1| Mycoplasma cloacale 


strain 383 16S ribosomal RNA, partial sequence 2478295 24797 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
692312 Bacteria_16S 2480543 2480580 3 40 gi| 219857396 
strain H/T1 16S ribosomal RNA, partial sequence 2479798 24812 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
692312 Bacteria_16S 2482056 2482093 3 40 gi| 219857395 
strain DC333 16S ribosomal RNA, partial sequence 2481316 24827 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
692312 Bacteria_16S 2485077 2485114 3 40 gi| 219857393 
strain TB 16S ribosomal RNA, partial sequence 2484337 24857 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
692312 Bacteria_16S 2486596 2486633 3 40 gi| 219857392 
strain PG13 16S ribosomal RNA, partial sequence 2485849 24873 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
692312 Bacteria_16S 2488110 2488147 3 40 gi| 219857391 
strain CH20247 16S ribosomal RNA, partial sequence 2487368 24888 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
692312 Bacteria_16S 2489623 2489660 3 40 gi| 219857390 
strain M432/72 16S ribosomal RNA, partial sequence 2488881 24903 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
692312 Bacteria_16S 2491134 2491171 3 40 gi| 219857389 
strain 1219 16S ribosomal RNA, partial sequence 2490394 24918 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


692312 Bacteria_16S 2504688 2504725 3 40 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

692312 Bacteria_16S 2512401 2512441 73 114 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 


2511592 2513043 Nocardiopsis tropica Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


strain VKM Ac-1457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


692312 Bacteria_16S 


strain A3.12 16S 


Proteobacteria; D 


692312 Bacteria_16S 


strain C-29 16S r 


2533549 2533586 3 40 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
eltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

2549636 2549673 3 40 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
ibosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2558868 2558905 3 40 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 


692312 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


692312 Bacteria_16S 


strain AN1 16S ri 


methoxybenzovoran 
methoxybenzovoran 


692312 Bacteria_16S 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


692312 Bacteria_16S 


strain DSM 43194 
Actinobacteria; A 


692312 Bacteria_16S 


strain DSM 44262 
Actinobacteria; A 


692312 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


692312 Bacteria_16S 


selangorensis str 
selangorensis Bac 


692312 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


692312 Bacteria_16S 


strain IM1 16S ri 
Proteobacteria; A 


692312 Bacteria_16S 


strain K97-0003 1 
Actinobacteria; A 


692312 Bacteria_16S 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


692312 Bacteria_16S 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2568034 2568071 3 40 gi 
bosomal RNA, partial sequence 


2572622 2572659 3 40 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2609560 2609593 3 36 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

2611132 2611165 3 
16S ribo 
ctinobacteridae; Actinomycetales; Pseu 
2612660 2612693 3 36 gi 
16S ribo 
ctinobacteridae; Actinomycetales; Pseu 
2615828 2615865 3 40 gi 
16S ribo 
ridia; Clostridiales; Clostridiales Fa 
2617408 2617445 3 40 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2638759 2638792 3 36 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


36 gi 


2662952 2662973 97 118 
bosomal RNA, partial sequence 

lphaproteobacteria; Rhizobiales; Methy 
2724488 2724521 3 36 gi 


gi 


ctinobacteridae; Actinomycetales; Micr 
2751233 2751266 3 36 gi 
in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
eae; Microtetraspora. 

2751304 2751344 73 114 gi 
in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
eae; Microtetraspora. 


692312 Bacteria_16S 
sphaerica strain JCM 9374 16S ribosomal RNA, partial se 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Act 


2752727 2752760 3 36 gi 


6S ribosomal RNA, partial sequence 2723739 27 


2558106 25596 


Eubacteriu 
219857289 


2567339 25687 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
692312 Bacteria_16S 


rhizobiace 
219857286 
1 sequence 
ostridiale 
219857259 
uence 

Actinomyc 


219857258 


somal RNA, partial sequence 2610373 26118 


donocardin 
219857257 


somal RNA, partial sequence 2611942 26134 


donocardin 
219857255 


somal RNA, partial sequence 2615060 26165 


mily XII. 

219857254 
al sequenc 
ctobacilla 
219857232 
uence 
ria; Paste 


219857215 


2662145 26634 


locystacea 
219857172 
252 
omonospori 
219857152 
quence 


; Actin 


v omy 


219857152 
quence 


; Actin 


' omy 


219857151 


14 Eubacterium aggregans Bacteria; 
m. 
ref|NR_024920.1| Nitrobacter alkalicus 
17 Nitrobacter alkalicus Bacteria; 
ae; Nitrobacter 
ref|NR_024917.1 
2571864 257337 
s; Clostridiacea 
ref |NR_024890.1 
2608828 261032 
etales; Pseudono 


Clostridium 
7 Clostridium 
e; Clostridium. 
Amycolatopsis 
2 Amycolatopsis 
cardineae; 


ref|NR_024889.1| Prauserella rugosa 

91 Prauserella rugosa Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 

ref|NR_024888.1| Amycolatopsis alba 

18 Amycolatopsis alba Bacteria; 

eae; Pseudonocardiaceae; Amycolatopsis. 

ref|NR_024886.1| Fusibacter paucivorans 

84 Fusibacter paucivorans Bacteria; 

Incertae Sedis; Fusibacter. 

ref|NR_024885.1| Paralactobacillus 

e 2616635 2618129 Paralactobacillus 

ceae; Paralactobacillus. 

ref|NR_024860.1| Actinobacillus 
2637974 2639461 Actinobacillus 

urellales; Pasteurellaceae; 


ref|NR_024843.1| Methylopila capsulata 
75 Methylopila capsulata Bacteria; 

e; Methylopila. 
ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 

neae; Micromonosporaceae; Longispora. 
ref|NR_024780.1| Microtetraspora 
2750506 2751949 Microtetraspora 
cetales; Streptosporangineae; 


ref|NR_024780.1 
2750506 275194 
cetales; Strepto 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


ref|NR_024779.1| Planomonospora 


quence 


inomycet 


2752000 275344 
ales; Streptospo 


v 


5 Planomonospora 
rangineae; 


Streptosporangiaceae; Planomonospora. 


692312 Bacteria_16S 


sphaerica strain 


sphaerica Bacteria; Actinobacteria; Actinobacteridae; Act 


Streptosporangiac 


692312 Bacteria_16S 


strain JCM 9373 1 
Actinobacteria; A 
Planomonospora. 


692312 Bacteria_16S 


strain JCM 9373 1 
Actinobacteria; A 
Planomonospora. 


692312 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


692312 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


2752798 2752838 73 114 gi 
JCM 9374 16S ribosomal RNA, partial se 


eae; Planomonospora. 


2754223 2754256 3 36 gi 


6S ribosomal RNA, partial sequence 2753496 27 


ctinobacteridae; Actinomycetales; Stre 


2754294 2754334 73 114 


gi 


6S ribosomal RNA, partial sequence 2753496 27 


ctinobacteridae; Actinomycetales; Stre 


2792019 2792056 3 40 gi 


16S ribosomal RNA, partial sequence 2791299 27 


ridia; Clostridiales; Lachnospiraceae; 
2793396 2793433 3 40 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 


692312 Bacteria_16S 


219857151 
quence 
inomycet 
219857150 
549 
ptosporang 
219857150 
549 
ptosporang 
219857122 
926 
Coprococc 
219857121 
sequence 
iales; Clo 


2796352 2796385 3 36 gi 


219857119 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


Planomonospora 
5 Planomonospora 
rangineae; 


fa 
ref|NR_024778.1| Planomonospora alba 
39 Planomonospora alba Bacteria; 
ineae; Streptosporangiaceae; 
ref|NR_024778.1| Planomonospora alba 
39 Planomonospora alba Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_024750.1| Coprococcus catus 

13 Coprococcus catus Bacteria; 

us. 

ref|NR_024749.1 
2792664 279412 

stridiaceae; Clo 

ref|NR_024747.1 


Clostridium 
8 Clostridium 
stridium. 

Actinoplanes 


rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 


rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


692312 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


692312 Bacteria_16S 


strain IFO 12513 


692312 Bacteria_ 
strain IFO 12513 


692312 Bacteria_ 
strain IFO 13911 


692312 Bacteria_ 
strain IFO 13911 


692312 Bacteria_ 
strain IFO 14915 


692312 Bacteria_ 
strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


692312 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


692312 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


692312 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


692312 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


692312 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


692312 Bacteria_16S 


strain JCM 3166 1 
Planobispora. 
parontospora subs 
Actinomycetales; 
parontospora subs 


Actinomycetales; 


e; Actinoplanes. 

2796424 2796464 73 114 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 


2799395 2799428 3 36 gi 


6S 2799467 2799507 73 114 


gi 


6S 2800918 2800951 3 36 gi 


6S 2800990 2801030 73 114 


gi 


6S 2802439 2802472 3 36 gi 


6S 2803960 2803993 3 36 gi 


2805482 2805515 3 36 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2805554 2805594 73 114 gi 
in IFO 14935 16S ribosomal RNA, partia 


e; Actinoplanes. 
2807004 2807037 3 36 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808526 2808559 3 36 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808598 2808638 73 114 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2819061 2819094 3 36 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 
2820554 2820587 3 


36 gi 


16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
692312 Bacteria_16S 


eria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 2819828 28212 


219857119 
al sequenc 
e; Actin 


219857117 
001 
omonospori 
219857117 
001 
omonospori 
219857116 
016 
omonospori 
219857116 
016 
omonospori 
219857115 


omonospori 
219857114 


omonospori 
219857113 
1 sequence 
; Actinomy: 


219857113 
1 sequence 
; Actinomy 
219857112 
1 sequence 
; Actinomy: 
19857111 
sequence 


2 
1 
; Actinomy 


219857111 
1 sequence 
; Actinomy 
19856911 
sequence 


2 
1 
e; Actin 


219856910 


36 Actinoplanes 
neae 


36 Actinoplanes 
neae; 


59 Actinoplanes 
neae 


59 Actinoplanes 
neae 


80 Actinoplanes 
neae 


01 Actinoplanes 


neae 


ceta 


ceta 


ceta 


ceta 


ceta 


omycet 


70 Planobispora 


ref |NR_024747.1 


e 2795622 279709 
omycet 


ref|NR_024745.1 


; Micromonos 
ref|NR_024745.1 
; Micromonos 


ref|NR_024744.1 


; Micromonos 


ref|NR_024744.1 


; Micromonos 


ref |NR_024743.1 


; Micromonos 


ref|NR_024742.1 


; Micromonos 
ref|NR_024741.1 

2804752 280622 
les; Micromo 


ref|NR_024741.1 
2804752 280622 
les; Micromo 


ref |NR_024740.1 
2806275 280774 
les; Micromo 


ref |NR_024739.1 
2807796 280926 
les; Micromo 


ref |NR_024739.1 
2807796 280926 
les; Micromo 


ref|NR_024732.1 
2818334 281977 
ales; Strept 


ref |NR_024731.1 


Actinoplanes 
4 Actinoplanes 


ales; Micromonosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Planomonospora 
7 Planomonospora 


osporangineae; 


Planobispora rosea 


rosea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
692312 Bacteria_16S 2822048 2822081 3 36 gi|219856909|ref|NR_024730.1| Planomonospora 
p- antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Streptosporangiaceae; Planomonospora. 
692312 Bacteria_16S 2822119 2822159 73 114 gi|219856909|ref|NR_024730.1| Planomonospora 
p- antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Streptosporangiaceae; Planomonospora. 
692312 Bacteria_16S 2829630 2829663 3 36 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 


strain JCM 9312 1 
Actinobacteria; A 
Catenuloplanes. 


692312 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


692312 Bacteria_16S 


ctinobacteridae; Actinomycetales; Micr 


2860370 2860407 3 40 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 


6S ribosomal RNA, partial sequence 2828900 28303 


omonospori 


219856884 
artial seq 
obacteria; 


2864991 2865028 3 40 gi 


219856881 


echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 


echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


uenc 


Sphingomonadales; 


; Micromonos 


ref|NR_024703.1 
e 285967 


Rhizobiales; Br 


39 Catenuloplanes crispus Bacteria; 
neae 


poraceae; 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 


ref|NR_024700.1 
2864276 286573 
Sphin 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


692312 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 


692312 Bacteria_16S 
capillaceus strain K95-556 


Micromonosporacea 


692312 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


692312 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


692312 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


692312 Bacteria_16S 


IFO 16102 16S rib 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


692312 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


692312 Bacteria_16S 


strain S37 16S ri 


e; Actinoplanes. 
n K95-556 


e; Actinoplanes. 


ria; Firmicutes; 


e; Virgisporangium. 


e; Virgisporangium. 


Proteobacteria; Alphaproteobacteria; 


692312 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 


692312 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


692312 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


692312 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


692312 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
692312 Bacteria_16S 
strain GKNTAUT 16S ribosomal RNA, partial sequen 
Firmicutes; 
3032385 3032422 3 
somal RNA, partial sequence 3031628 3033115 Clost 


thiosulfatigenes 
thiosulfatigenes 


692312 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


692312 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


692312 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


692312 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


692312 Bacteria_16S 


strain ORS 992 16 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


cteroidia; 


Bacteria; 


eria; Firmicutes; 


S ribosomal RNA, 
eltaproteobacteria; 


692312 Bacteria_16S 


2885277 2885314 3 
S ribosomal RNA, partial sequence 


2891315 2891355 73 


2921839 2921876 3 
n GA195 16S ribosomal RNA, partial sequence 


2926239 2926276 3 
train E-396 16S ribosomal RNA, 
acteria; Proteobacteria; Alphaproteobacteria; 


2939786 2939839 3 


2941309 2941342 3 
n YU438-5 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


2942825 2942858 3 
YU655-43 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


2965488 2965525 3 
bosomal RNA, partial sequence 


Clostridia; 
3052184 3052221 3 


3062975 3062996 97 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacteria; 


3076191 3076228 3 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
692312 Bacteria_16S 3085408 3085445 3 
in ATCC 35512 16S ribosomal RNA, partial 


eria; Proteobacteria; Alphaproteobacteria; 


3086853 3086890 3 


40 


Sphingomonadales; 
2891243 2891276 3 
1 16S ribosomal RNA, partial 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 


36 


114 


1 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


40 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
692312 Bacteria_16S 


Clostridia; Clostridiales; Euba 
40 gi| 219856839 

complete sequence 

Rh 

56 gi| 219856830 

2939058 29405 

36 gi| 219856829 

Actinomyc 

36 gi| 219856828 


40 


Sphingomonadales; 
2965581 2965602 97 
bosomal RNA, partial sequence 


118 


Sphingomonadales; 
2994431 2994468 3 
n AF3.10 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 
3015826 3015863 3 

S ribosomal RNA, partial sequence 
Bacteroidales; 
3018765 3018805 73 
mal RNA, partial sequence 


40 


40 


114 


ci; Thermales; Thermaceae; Thermus. 
3020288 3020328 73 114 gi|219846910 
ribosomal RNA, partial sequence 3019481 30209 
Deinococci; Thermales; Thermaceae; Thermus. 
3027801 3027854 3 56 gi| 219846905 


Clostridia; 
40 


ridiales; Clostridiaceae; Clostridium. 
3037049 3037070 97 118 gi| 219846898 
in DSM 1292 16S ribosomal RNA, partial sequence 


40 


complete sequence 3051418 30529 
Desulfuromonadales; 


118 


40 


40 


40 


Porphyromonadaceae; 


Clostridiales; 


gi| 219856866 
2884576 28858 


219856862 
sequence 
Actinomyc 


gi 


219856862 
sequence 
Actinomyc 


gi 


gi| 219856842 


gi| 219856812 
2964771 29662 
Sphingomon 
gi| 219856812 
2964771 29662 
Sphingomon 
gi|219846927 
Rhizob 


gi|219846913 
3015068 30165 
Dy 


gi|219846911 


Clostridiales; 
gi|219846901 


Clo 
gi|219846887 
Pelobact 
219846880 
sequence 
Rhod 


gi 


gi|219846871 
3075492 30769 
R 
219846865 
sequenc 
Rhodo 


gi 


Sphingomonadaceae; 


ref |NR_024685.1 
81 Sphingomonas 


ref|NR_024681.1 
2890502 28919 
etales; 


ref|NR_024681.1 
2890502 289195 
etales; 


ref|NR_024661.1 

2921059 292256 
cteriaceae; 
ref |NR_024658.1 

2925520 292697 
odobacterales; 
ref|NR_024649.1 
eae; 
ref|NR_024648.1 

2940579 294204 
etales; 


ref|NR_024647.1 
2942098 294356 
ales; 


ref|NR_024631.1 
adaceae; 
ref|NR_024631.1 


adaceae; 
ref|NR_026519.1 
2993732 299516 


3017969 3019430 Thermus oshimai Bacteria; 


eraceae; 
ref|NR_026472.1 
3062186 306360 
obacterales; 
ref|NR_026463.1 
hizobium/Agrobac 
ref|NR_026457.1 
e 3084717 308611 
bacterales; 


gi|219846864 


denitrificans strain 381 16S ribosomal RNA, partial sequence 


ref |NR_026456.1 
3086162 308755 


5 
Micromonosporineae; 


Sphingomonas 


oligophenolica Bacteria; 
Sphingomonas. 


Actinoplanes 
8 Actinoplanes 


Actinoplanes 
8 Actinoplanes 


Micromonosporineae; 


Eubacterium 
6 Eubacterium 


Eubacterium. 


Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Virgisporangium 
7 Virgisporangium 


Micromonosporineae; 


Virgisporangium 
3 Virgisporangium 


Micromonosporineae; 


Sphingopyxis chilensis 


22 Sphingopyxis chilensis Bacteria; 
Sphingopyxis. 


Sphingopyxis chilensis 


22 Sphingopyxis chilensis Bacteria; 
Sphingopyxis. 


Agrobacterium 
8 Agrobacterium 


iales; Rhizobiaceae; 
ref|NR_026505.1| Dysgonomonas gadei 
31 Dysgonomonas gadei Bacteria; 
sgonomonas. 
ref|NR_026503.1| Thermus oshimai strain 
Deinococcus- 

ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 
ref|NR_026497.1| Desulfonispora 
ce 3027026 3028532 Desulfonispora 
Peptococcaceae; Desulfonispora. 
ref |NR_026493.1| Clostridium indolis 
ridium indolis Bacteria; Firmicutes; 
ref|NR_026490.1| Clostridium 

3036217 3037686 Clostridium 
stridiaceae; Clostridium. 
ref|NR_026479.1| Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Sulfitobacter 
0 Sulfitobacter 


Rhodobacteraceae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Paracoccus 
6 Paracoccus 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 
692312 Bacteria_ 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


692312 Bacteria_ 


strain N2 16S rib 
Proteobacteria; Alphapro 


692312 Bacteria_ 


strain N1 16S rib 
Proteobacteria; Alphapro 


692312 Bacteria_ 


strain A901/1 16S 
Proteobacteria; Alphapro 


692312 Bacteria_ 


guttoideum strain 
guttoideum Bacter 
692312 Bacteria_16S 


strain YH-15 16S 
Firmicutes; 


Proteobacteria; 


singulare strain 


singulare Bacteri 
Corynebacteriacea 
692312 Bacteria_16S 


sibiricus strain 


sibiricus Bacteri 
Sandaracinobacter 
692312 Bacteria_16S 
mastitidis strain 
Bacteria; Actinob 


Corynebacterium. 


692312 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


strain CCUG 32789 


Bacteria; Actinob 


Actinomyces. 


692312 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


692312 Bacteria_16S 


strain DSM 43311 


Microtetraspora. 


692312 Bacteria_16S 


strain DSM 43764 


Actinomadura. 


692312 Bacteria_16S 


strain DSM 43067 


Actinomadura. 


692312 Bacteria_16S 
lucentensis strai 
lucentensis Bacte 


Nocardiopsaceae; 


692312 Bacteria_16S 


strain DSM 40297 


692312 Bacteria_16S 


Lacto 
692312 Bacteria_16S 
strain CE2203 16S 
G 
692312 Bacteria_16S 


16S 3103316 3103349 3 36 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

16S 3107800 3107837 3 40 
osomal RNA, complete sequence 
teobacteria; Rhodobacterales; 
16S 3109264 3109301 3 40 gi 
osomal RNA, complete sequence 
teobacteria; Rhodobacterales; 
16S 3134789 3134826 3 40 gi 
ribosomal RNA, partial sequence 
teobacteria; 
16S 3157712 3157749 3 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3165218 3165255 3 40 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
3172808 3172841 3 36 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3178945 3178998 3 56 gi 
IBS B52218 16S ribosomal RNA, partial 
a; Acti 
e; Corynebacterium. 

3197341 3197378 3 40 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


gi 


Rhodobacterales; 
40 gi 


Lactobac 
gi 


3206263 3206296 3 36 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
3209271 3209308 3 40 gi 
Sphingomonadales; 
3210763 3210800 3 40 gi 


Sphingomonadales; 
3224453 3224486 3 36 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3242714 3242758 73 118 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 
3251601 3251634 3 


36 gi 


Stre 


3253176 3253216 73 114 gi 


Stre 


3254674 3254714 73 114 


gi 
Stre 


3256180 3256220 73 114 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


3257693 3257733 73 114 


gi 


Stre 


R 


R 


R 


nobacteria; Actinobacteridae; Act 


219846853 
quence 


, 


219846850 


3107102 31085 
dobacter 


ho 
219846849 


3108566 31099 
dobacter 


ho 
219846832 


3134094 31355 
dobacter 


ho 
219846817 
equence 

les; Lachn 
219846812 


3164429 31659 


illus. 
219846806 


3172065 31735 


matiaceae; 
219846802 
sequence 

inomycet 


219846790 
uence 


v 


219846784 
ce 32055 
ales; Cory 


219846782 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
692312 Bacteria_16S 


Sphingomon 
219846781 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
692312 Bacteria_16S 


Sphingomon 
219846771 
32236 
ales; Acti 
219846759 
quence 

; Desulfov 


219846753 


16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ptosporang 


219846752 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ptosporang 


219846751 


16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ptosporang 


219846750 
sequence 


Actinomyc 


219846749 


16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ptosporang 


3259205 3259245 73 114 


gi 


Actinomy 


Sphingomonad 


ref |NR_026445.1 
102586 310404 


cetales; Micromo 


w 


ref|NR_026442.1 


acea 
ref 


e; Rhodovulu 
NR_026441.1 


acea 
ref 


e; Rhodovulu 
NR_026424.1 
aceae; Paracoccu 
ref|NR_026409.1 

3156952 315844 
ospiraceae. 
ref|NR_026404.1 
45 Lactobacillus 


ref|NR_026398.1 


Thiorhodococcu 
ref|NR_026394.1 

3178210 317953 
ales; Corynebact 


ref|NR_026382.1 
196654 319807 


ales; Sphing 


Ww 


ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 
ref |NR_026374.1 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


ref |NR_026351.1 
3241884 324339 
ibrionales; Desu 


ref |NR_026345.1 


ineae; Streptosp 


ref |NR_026344.1 
26 Actinomadura 


ineae; Thermomon 


ref|NR_026343.1 


ineae; Thermomon 
ref |NR_026342.1 

3255372 325683 
etales; Streptos 


ref|NR_026341.1 


ineae; Nocardiop 


219846748 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


s. 
Desulfotomaculum 
6 Desulfotomaculum 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Ss. 


Corynebacterium 
2 Corynebacterium 
erineae; 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Sphingomonas mali 


11 Sphingomonas mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Desulfovibrio 
3 Desulfovibrio 


1lfovibrionaceae; 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


21 Actinomadura madurae Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


45 Nocardiopsis listeri Bacteria; 


saceae; Nocardiopsis. 


ref|NR_026340.1 


Nocardiopsis alba 


strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


692312 Bacteria_16S 


dassonvillei subs 


Actinomycetales; 


692312 Bacteria_16S 


strain LMG 2142 1 


ruminis strain DS 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain B 16S ribo 
Clostridia; Clost 


692312 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
692312 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
692312 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


692312 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
692312 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


692312 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
692312 Bacteria_16S 


strain DSM 43040 


Nocardiopsis dassonvillei subsp. 


3260715 3260755 73 114 gi 
p- albirubida strain DSM 40465 16S rib 
Streptosporangineae; Nocardiopsaceae; 
3262119 3262156 3 40 gi 


Sphingomonadales; 

3297109 3297146 3 40 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3301676 3301713 3 40 gi 


ridiales; Blautia. 
3312257 3312294 3 40 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3312350 3312371 97 118 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 
3324466 3324499 3 36 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 
3325993 3326026 3 36 gi 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3327514 3327547 3 36 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 
3329033 3329066 3 36 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3330561 3330594 3 


36 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


692312 Bacteria_1 


strain DSM 43039 


6S 3332089 3332122 3 36 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


692312 Bacteria_1 


strain DSM 43151 


6S 3333584 3333617 3 36 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


692312 Bacteria_1 


strain DSM 43151 


6S 3333656 3333696 73 114 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


692312 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


692312 Bacteria_16S 


DSM 803 16S ribos 


3335078 3335111 3 36 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3341119 3341152 3 
omal RNA, partial sequence 


36 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


692312 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 
Dactylosporangium 


692312 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


692312 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


692312 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


692312 Bacteria_16S 


coerulea DSM 4314 


3342646 3342679 3 36 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3344165 3344198 3 36 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3345693 3345726 3 36 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3347219 3347252 3 36 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3348745 3348778 3 36 gi 
3 16S ribosomal RNA, partial sequence 
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en 
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Sp 
Sp 
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en 
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al 
e; 
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al 


om 
om 
om 
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1 
; 
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nc 
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al 


e 
al 


ce 
al 


219846747 


219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 


692312 Bacteria_16S 219846723 


219846720 
somal RNA, partial sequence 3300930 3302411 Blaut 


219846712 
3311548 33129 


219846712 
3311548 33129 


219846702 


219846701 


219846700 


219846699 


219846698 
16S ribosomal RNA, partial sequence 3329815 33312 


219846697 
16S ribosomal RNA, partial sequence 3331343 33328 


219846696 
16S ribosomal RNA, partial sequence 3332861 33343 


219846696 
16S ribosomal RNA, partial sequence 3332861 33343 


219846695 


219846690 


3340376 3341852 Micro 


219846689 


219846688 


219846687 


219846686 


ref 
omal RNA, pa 


NR_026339.1 
rtial sequen 
is. 
ref 


cardiops 
NR_026338.1 
hingomonadaceae; Sphingo 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_026312.1 
ia schinkii Bact 


ce 32963 
iraceae; 


ref|NR_026304.1 


adac 
ref 


hingomon eae; Sphingo 


NR_026304.1 
hingomonadaceae; Sphingo 
ref |NR_026294.1 
3323723 332519 
les; Micromonosp 


ence 
nomyceta 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ce 33252 
es; Micr 


ref |NR_026292.1 
sequence 3326771 332823 
Actinomycetales; Micro 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ce 33282 
es; Micr 


ref|NR_026290.1 


; Micromonos 
NR_026289.1 


onosporineae 


ref 
neae; Micromonos 
ref |NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref|NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref |NR_026287.1 

3334351 333579 
cetales; Micromo 


onospori 


onospori 


onospori 


sequence 
Actinomy 


ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


onospori ; 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


33419 
Micr 


e 
es; 


ref |NR_026280.1 
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33434 
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ref|NR_026279.1 
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ref |NR_026278.1 
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ref|NR_026277.1 
3348002 3349477 Microm 


Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Sphingomonas trueperi 


78 Sphingomonas trueperi Bacteria; 


monas. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia schinkii 
eria; Firmicutes; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Micromonospora 
onospora inositola 
Micromonosporaceae; 


Micromonospora 
onospora aurantiaca 
Micromonosporaceae; 


Micromonospora 
onospora halophytica 
Micromonosporaceae; 


Micromonospora 
lonospora coerulea 


NNNNGCGGCAGGCCTAACACATGCAAGTCGAGCGGTTGAGGTAGCTTGCTACCGATACAGCGGCGGACGGGTGAGTAATACATGGGAATCTGCCTGGTAGTGGGG 
GACAACGTTTCGAAAGGAACGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGGGATCTTCGGACCTCTCGCTATCAGATGAGCCCATGTCAGATTAGCTTGT 
TGGTGAGGTAAAGGCTCACCAAGGCGACGATCTGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTGGGGAGAAAGGTCATTCAC 
CTAATACGTGAGTGAATTGATGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCACGTAGGTGGTTTGTTAAGCTAGCTGTGAAATCCCCGGGCTCAACCTGGGCACTGCAGTTAGAACTGGCAAGCTAGAGTAGGGTAGAGGGGTGT 
GGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACACCCTGGACTCATACTGACACTGAGGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCACTAAGTAGACCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAG 
GTCTTGACATCTAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAATGGCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCCAAACCGCGAGGTGGAGCTAATCCCGTAAAACCGTTCGTAGT 
CCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAACGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCAAAAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCC 
TAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGAA 
AAGTTTTCGGACTGAGTAAAGCGGCGGACGGGTGAGTAACGCGTGGGAATCTGCCCAGTAGTGGGGGACAACAGCCGGAAACGGCTGCTAATACCGCATACGCCC 
TACGGGGGAAAGGGGGGGATCTTCGGACCTCTCGCTATTGGATGAGCCCGCGTCGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCTACGATCCGTAACT 
GGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCC 
ATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTGGGGAGAAAGGTTTGTCACCTAATACGTGATGAAATTGATGTTACCCACAGAAGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGTGGTTCGCTAAGTCAGCTGTG 
AAATCCCCGGGCTCAACCTGGGACTTGCAGTTGAAACTGGTGAGCTAGAGTAGGGTAGAGGGGTGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGG 
AGGAACATCAGTGGCGAAGGCGACACCCTGGACTCATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGTCTACTAGCCGTTGGGTTCCTTGAGGACTTAGTGGCGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTG 
CCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGCCCTTAGTTGCCAG 
CGAGTAATGTCGGGAACTCTAAGGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCTGGGCTACACACGTGCT 
ACAATGGGCGGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAA 
TCGCTAGTAATCGTAAATCAGAACGTTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCT 
AACCGCAAGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNCGGCGTGCCTAACACATGCAAGTCGTGCGCAGGCTCATCTGTCCTCCTGGGCAGATGGGTGCTGAGCGGCAAACGGGTGAGTAA 
CACGTGCCTAACCTACCCCCAGGAAGGGGATAACCCTCCGAAAGGGGGGCTAATACCCTATAAAGCCGGGGGCCACTAAGGCTACTNGGCCAAAGGGGGCCTCTG 
GTCTCTGACCATGCTCCCGCCTGGGGATGGGGGCGCGGCCCATCAGGTAGTTGGTGGGGTAACGGCCTACCAAGCCTATGACGGGTAGCCGGCCTGAGAGGGTGG 
CCGGCCACAGTGGGACTGAGACACGGCCCACACCTACGGGGGGCAGCAGTGGGGAATCGTGGGCAATGGGCGAAAGCCTGACCCCGCGACGCCGCGTGGGGGATG 
AAGCCCTTCGGGGTGTAAACCTGTCGGGGGGGACGATGCGGCCTGGGGTGAATAGTCTCGGGTCGTGACGGTACCCCCAGAGGAAGGGACGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAATTCACTGGGCGTAAAGCGTCCGCAGCCGGACGGGTAAGCGGTTCGTCAAAGCCCACGGCTCAACC 
GTGGAACGGCGTACCGAACTGCCCGTCTTGAGGCACGCTCAGGCAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGAAGGCGAA 
GGCAGCCTGCTGGGGCTGTCCTGACGGTCAGGGACGAAAGCTGGGGGAGCGAACCGGATTANATACCCGGGTAGTCCCAGCCGTAAACCATGGGCGCTTGGCGTC 
GTCCGCTAGGGCGGTGCCGCAGCTAACGCGGTAAGCGCCCCGCCTGGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTGGCGGGGGCCCGCACAACCGGTG 
GAGCGTCTGGTTCAATTCGATGCTAACCGAAAAACCTTACCCGGGCTTGACATGGTGGGAAACCCCTGCGAAAGCGGGGGGTGCCGTCCTCTGGACGGAATCACA 
CCACAGGTGGTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCTACCCCGTAAGGGGAGCA 
CTCTAAGGGGACCGCCGGCGATAAGCCGGAGGAAGGTGGGGATGACGTCAGGTCAGTATGCCCTTTATGCCCGGGGCTACACAGGCGCTACAGTGGCCGGGACAA 
TGGGATGCGACCCAGTAATGGGGAGCTAATCCCCCAAACCCGGTCATGGTGCAGATTGAGGGCTGAAACTCGCCCTCATGAAGCCGGAATCGGTAGTAATGGCGG 
ATCAGCTAAGCCGCCGTGAATACGTTCTCGGGCCTTGCACACACCGCCCGTCACGCCACGGAAGTCAGTCTTCCCGGAAGCCCCCGGGCTAACCGGTCTTCGGAC 
CGGAGGCAGGGGACGATGGGAAGGCTGGCAACTGGGGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCAGAACGAACGCTG 
GCGGCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGCAAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGA 
AATTTGTGCTAATGCCGTATACGTCCTGAGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGA 
CGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAAC 
CCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTC 
GTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCT 
CAACCCTGGAACTGCCTTTGATACTGGGTATCTTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTG 
GCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAG 
CCGTCGGGTGGTTTACTGCTCGGTGGCGCAGCTAACGCGTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAGAGTGGAGACACACTCCTTCAGTTAGGCTGG 
ATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTG 
GGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGT 
GACAATGGGCAGCGAAACCGCAAGGTGGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATC 
GTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAG 
GCAGGCAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCAGCTTGCTGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAG 
CAACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATACGAGTAGCGACCGCATGGTCAGTTACTGGAAAGATTTATTGGTTGGGGATG 
GGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTITT 
AGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATT 
GGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCGGAGGCTCAACCTCCGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGA 
TTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGG 
GAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTA 
CCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACG 
TCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCCC 
AGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGC 
CCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGT 
AGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGG 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


692312 Bacteria_16S 3367225 3367258 3 


36 


gi| 219846672 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 


longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Streptosporangium. 


692312 Bacteria_16S 
longisporum strai 
longisporum Bacte 
Streptosporangiaceae; 
692312 Bacteria_16S 
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692312 Bacteria_16S 
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Actinobacteria; Actinobacteridae; 
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692312 Bacteria_16S 
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carneum Bacteria; 


carneum strain DS 
carneum Bacteria; 


album strain DSM 


Bacteria; Actinob 
Streptosporangium. 
692312 Bacteria_16S 


album strain DSM 


Bacteria; Actinob 
Streptosporangium. 
692312 Bacteria_16S 


strain DSM 2062 1 
strain ATCC 51270 
Bacteria; 


strain CIP 103259 


carrageenovora st 


matruchotii strai 
matruchotii Bacte 


Bacteroidetes; 
692312 Bacteria_16S 


3367296 3367336 73 


Streptosporangium. 
3368725 3368758 3 


Streptosporangium. 
3370221 3370254 3 


Streptosporangium. 
3370292 3370332 73 


Streptosporangium. 
3371720 3371753 3 


3371791 3371831 73 


3394481 3394525 73 


3409688 3409725 3 


Bacteroidia; 


3414214 3414247 3 


3424612 3424648 3 


Pseudoalteromonas. 
3430538 3430571 3 


Corynebacteriaceae; Corynebacterium. 


692312 Bacteria_16S 
CC 373 16S ribosomal RNA, partial sequence 34326 
acteria; Actinobacteridae; Actinomycetales; 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


692312 Bacteria_16S 
CC 29592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


pilosum strain AT 
pilosum Bacteria; 


3433426 3433469 70 


3434784 3434827 70 


Corynebacteriaceae; Corynebacterium. 


692312 Bacteria_16S 


strain 6843 DSM 1 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


692312 Bacteria_16S 


acetireducens str 
acetireducens Bac 


692312 Bacteria_16S 


strain ATCC 51856 


3478789 3478822 3 


3480239 3480272 3 


Actinomyces. 
3483275 3483296 97 
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3498445 3498478 3 
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692312 Bacteria_16S 
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gi|219846670 
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sequence 


gi|219846669 


219846669 


gi 


gi|219846649 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
692312 Bacteria_16S 


219846638 
34089 


gi 


219846635 
34134 


gi 


gi| 219846628 


rain ATCC 12662 16S ribosomal RNA, partial sequence 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonadaceae; 
692312 Bacteria_16S 


gi|219846624 


n CIP 81.82 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi|219846621 


219846620 


gi 


gi| 219846590 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
692312 Bacteria_16S 
n NCTC 11490 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi|219846589 
Actinomyc 
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ain DSM 10703 16S ribosomal RNA, partial sequenc 
Clostridia; 


Clostridiales; Cl 
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gi 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 
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Corynebacterineae; 


ref|NR_026264.1 
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ref |NR_026261.1 


ref |NR_026241.1 
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342386 
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ref |NR_026212.1 
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ref |NR_026182.1 


ref|NR_026181.1 
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ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; 
ref|NR_026169.1 


ref 


NR_026168.1 


Streptosporangium 


3366504 3367953 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


3366504 3367953 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


3368004 3369448 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


3369499 3370948 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


3369499 3370948 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


3370999 3372445 Streptosporangium album 
Streptosporangineae; 


Streptosporangiaceae; 


Streptosporangium 


3370999 3372445 Streptosporangium album 
Streptosporangineae; 


Streptosporangiaceae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


Brevibacterium. 
Porphyromonas catoniae 


32 3410401 Porphyromonas catoniae 
Porphyromonas. 


Actinomyces israelii 


73 3414913 Actinomyces israelii Bacteria; 
Actinomycetaceae; Actinomyces. 


Pseudoalteromonas 
1 3425283 


Corynebacterium 


3429781 3431124 Corynebacterium 
Corynebacterineae; 


Corynebacterium 


26 3433942 Corynebacterium xerosis 
Corynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 


Corynebacterineae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
Actinomycetaceae; Actinomyces. 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Clostridium 
2 Clostridium 


Clostridium. 


Actinomyces radingae 


92 3499120 Actinomyces radingae Bacteria; 
Actinomycetaceae; Actinomyces. 


Cetobacterium ceti 


strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 


Fusobacteria; Fus 


obacteriales; 


Fusobacteriaceae; 


Cetobacterium. 


692312 Bacteria_16S 
strain DSM 20425 


Pelobacter. 


692312 Bacteria_16S 
strain DSM 6736 1 


Firmicutes; 


692312 Bacteria_16S 
homopropionicum strain DSM 5847 16S ribosomal RNA, partia 
homopropionicum Bacteria; 
692312 Bacteria_16S 


homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 353100 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
692312 Bacteria_16S 3547263 3547300 3 40 gi| 219846545 |ref|NR_026137.1 
strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
692312 Bacteria_16S 3548796 3548833 3 40 gi| 219846544 |ref|NR_026136.1 
cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 3548038 354952 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonada 
692312 Bacteria_16S 3571603 3571636 3 36 gi|219846528|ref|NR_026120.1 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 35723 

Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

692312 Bacteria_16S 3580528 3580564 3 39 gi|219846522|ref|NR_026114.1 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 358126 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales 
Roseococcus. 

692312 Bacteria_16S 3583631 3583668 3 40 gi|219846520|ref|NR_026112.1 


thermopalmarium strain BVP 16S ribosomal RNA, partial seq 
thermopalmarium Bacteria; 
692312 Bacteria_16S 
thermopalmarium strain BVP 16S ribosomal RNA, partial seq 
thermopalmarium Bacteria; 
692312 Bacteria_16S 
strain BL 70/20 1 


Firmicutes; 


692312 Bacteria_16S = 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 359982 
Clostridiales; Clostridiaceae; C 
219846504 
6S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
bi 


celerecrescens Bacteria; 
692312 Bacteria_16S 
strain LMG 7837 1 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Sinorhizobium. 


692312 Bacteria_16S 
periodonticum strain EK1-15 16S ribosomal RNA, partial 
periodonticum Bacteria; 
692312 Bacteria_16S 

nucleatum subsp. 


Bacteria; 


692312 Bacteria_16S 
strain CNS 2-75 1 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
692312 Bacteria_16S 
strain UIA 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
692312 Bacteria_16S 
strain P-172-71 1 
Proteobacteria; 
692312 Bacteria_16S 
porcinus strain NM319 16S ribosomal RNA, partial sequence 


3502907 3502951 73 118 gi 


3521153 3521190 3 40 gi 


Proteobacteria; 


3528856 3528877 97 118 gi 
Clostridiales; 
3530261 3530298 3 


Clostridiaceae; 
40 gi 


Firmicutes; Clostridia; 


3530353 3530374 97 118 gi 


Firmicutes; Clostridia; 
3583723 3583744 97 118 gi 
Firmicutes; Clostridia; 
3593013 3593034 97 118 gi 

Clostridiales; 
3599070 3599107 3 


Clostridiaceae; 
40 gi 


Firmicutes; Clostridia; 


3603695 3603732 3 40 gi 


3618746 3618783 3 40 gi 
Fusobacteria; Fusobacteriales; 
3620127 3620164 3 40 gi 


Fusobacterium. 
3621508 3621545 3 40 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; 


3656596 3656633 3 40 gi 


3682567 3682604 3 40 gi 


3684020 3684057 3 40 gi 


3690140 3690177 3 40 gi 


3694696 3694729 3 36 gi 


3696133 3696166 3 36 gi 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
692312 Bacteria_16S 
acidigallici strain DSM 2377 16S ribosomal RNA, partial 
acidigallici Bacteria; 


oc 
219846562 


Deltaproteobacteri 


219846557 
6S ribosomal RNA, partial sequence 3528019 35294 
Clostridia; cl 


219846556 


Clostri 
219846556 


Clostri 
219846520 


Clostri 
219846513 
6S ribosomal RNA, partial sequence 3592199 35936 
Clostridia; 


219846493 
se 
Fu 

219846492 
animalis strain NCTC 12276 16S ribosomal 
Fusobacterium nucleatum subsp. 
Fusobacteriaceae; 
692312 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
692312 Bacteria_16S 
strain H152 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
692312 Bacteria_16S 
arcticus strain 238 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacte 


animalis Bacteria; 
219846491 


Fusoba 
219846467 
3655877 36573 
bi 
219846449 


219846448 
6S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum 
11 
219846444 
3689398 36908 


219846441 
6S ribosomal RNA, partial sequence 3693916 36953 
Gammaproteobacteria; Pasteurellales; Past 


ref|NR_026166.1 


occineae; Brevibacteriac 
equence 3520389 352188 
a; Desulfuromonadales; P 
ref|NR_026149.1 
ostridium. 
ref|NR_026148.1 
1 sequence 3529546 353100 
diales; Clostridiaceae; 
ref|NR_026148.1 


3582883 358438 
Clostridiaceae; 
ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref |NR_026105.1 


uence 
diales; 


uence 
diales; 


ref|NR_026100.1 


ref|NR_026096.1 


aceae; Sinorhizobium/Ens 


ref|NR_026085.1 
quence 3618078 361940 
sobacteriaceae; Fusobact 
ref|NR_026084.1 
RNA, partial sequence 
Fusobacteria; 


ref|NR_026083.1 
partial sequence 362084 
cteriales; Fusobacteriac 
ref|NR_026059.1 


aceae; Rhizobium/Agrobac 
ref|NR_026040.1 

3681864 3683252 Octade 
rales; Rhodobacteraceae; 
ref|NR_026039.1 


aceae; Ochrobactrum. 


ref|NR_026035.1 


ref|NR_026032.1 


eurellaceae. 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Pelobacter 

2 Pelobacter 

elobacteraceae; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 
Clostridium 
6 Clostridium 
Clostridium. 
Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Turicella otitidis 


03 Turicella otitidis Bacteria; 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Clostridium 
5 Clostridium 
Clostridium. 
Clostridium 
5 Clostridium 
Clostridium. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
Clostridium. 
219846508 


Clostridium 
6 Clostridium 
lostridium. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Fusobacterium 
8 Fusobacterium 
erium. 

Fusobacterium 

3619459 3620789 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


219846439 


ref|NR_026030.1 
3695371 3696836 Actino 


Actinobacillus 
bacillus porcinus 


Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 


692312 Bacteria_16S 3712683 3712716 3 36 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 

692312 Bacteria_16S 3712755 3712795 73 114 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 

692312 Bacteria_16S 3714144 3714177 3 36 gi| 219846427 |ref|NR_026018.1]| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

692312 Bacteria_16S 3714216 3714256 73 114 gi| 219846427 |ref|NR_026018.1| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

692312 Bacteria_16S 3715671 3715708 3 40 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 
strain CKK 16S ribosomal RNA, complete sequence 3714904 3716367 Mycoplasma pullorum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

692312 Bacteria_16S 3724814 3724854 73 114 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

692312 Bacteria_16S 3726275 3726315 73 114 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

692312 Bacteria_16S 3727728 3727768 73 114 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

692312 Bacteria_16S 3729182 3729222 73 114 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

692312 Bacteria_16S 3730637 3730677 73 114 gi|219846414|ref|NR_026005.1| Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 

692312 Bacteria_16S 3733556 3733596 73 114 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

692312 Bacteria_16S 3737862 3737895 3 36 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 


strain IFO 14525 


692312 Bacteria_16S 
strain T/457 16S 


Microtetraspora. 
692312 Bacteria_16S 
strain IFO 13155 


Streptosporang 

3742254 3742287 3 36 gi|219846406 

ribosomal RNA, partial sequence 3741557 37429 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
3746643 3746676 3 36 gi| 219846403 


692312 Bacteria_16S 
ovipneumoniae str 
ovipneumoniae Bac 
692312 Bacteria_16S 
strain 275c 16S r 
Tenericutes; Moll 
692312 Bacteria_16S 
strain PG51 16S r 
Tenericutes; Moll 
692312 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bact 
692312 Bacteria_16S 
leonicaptivi stra 
Bacteria; Teneric 
692312 Bacteria_16S 


strain PS6 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3763352 3763389 3 40 gi| 219846390 
in ATCC 19171 16S ribosomal RNA, partial sequenc 
eria; Firmicutes; Clostridia; Clostridiales; Lac 

3784371 3784408 3 40 gi| 219846374 
in 3L2 16S ribosomal RNA, partial sequence 37836 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

3799408 3799445 3 40 gi| 219846363 


Streptosporang 
3751173 3751210 3 40 gi| 219846398 
ain Y-98 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; 
3752687 3752724 3 40 gi| 219846397 


3751943 37534 


3758735 3758772 3 40 gi| 219846393 


3757993 37594 


inea 
ref 


e; Streptosp 
NR_025997.1 
ineae; 


Streptosp 


ref|NR_025994.1 
ineae; Streptosp' 
ref|NR_025989.1 

3750418 375189 
+ Mycoplasma. 
ref|NR_025988.1 


ref |NR_025984.1 


ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025965.1 
21 3785045 Mycopl 


ref 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Mycoplasma 
2 Mycoplasma 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Butyrivibrio 

4 Butyrivibrio 
tyrivibrio. 
Mycoplasma 

asma leonicaptivi 


NR_025954.1 


Mycoplasma agassizii 


3798661 3800102 Mycoplasma agassizii Bacteria; 


692312 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


692312 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


692312 Bacteria_16S 


strain DD 16S rib 
Tenericutes; Moll 


692312 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


692312 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


692312 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; Ba 


692312 Bacteria_16S 


strain YT-1 16S r 


Deinococcus-Thermus; 
692312 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


692312 Bacteria_16S 


strain F9251 16S 


3825384 3825417 3 36 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3834350 3834387 3 40 gi 


Ruminococcu 
40 gi 


ridiales; Ruminococcaceae; 
3858528 3858565 3 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3863115 3863152 3 40 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3864635 3864672 3 40 gi 

16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Rikenellacea 
3866153 3866190 3 40 gi 


cteroidia; Bacteroidales; Porphyromona 
3878485 3878525 73 114 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3887902 3887923 97 118 gi 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteri 
3893930 3893967 3 40 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


692312 Bacteria_16S 


strain IFO 15474 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 


692312 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


692312 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


692312 Bacteria_16S 


thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


692312 Bacteria_16S 


strain DM-82 16S 


3901521 3901554 3 36 gi 


Stre 


3912253 3912290 3 40 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
3917996 3918029 3 36 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

3936457 3936494 3 40 gi 
in THI 011 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


3937891 3937928 3 40 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


692312 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


692312 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


692312 Bacteria_16S 


strain MB-G2 16S 
Proteobacteria; A 


692312 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


692312 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


692312 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


692312 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


692312 Bacteria_16S 


3939328 3939365 3 40 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3954100 3954137 3 40 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3955539 3955576 3 40 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3966047 3966084 3 40 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3966140 3966161 97 118 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3970590 3970622 81 114 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3974890 3974927 3 40 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3974983 3975004 97 


118 gi 


11 


Ss. 


e; 


e; 


da 


T 


pa 
a; 
ne 
pt 
ue 
er 
al 


ae 


se 
ied: 


ho 
eq 


a; 


en 
te 
ho 

s 


a; 


s 
a; 


en 
te. 


s 
a; 


219846346 


38245 
ales; Pa 


219846339 
somal RNA, partial sequence 3833603 3835009 Rumin 


219846323 
3857775 38592 


219846320 
3862330 38638 


Rikenel 


219846319 


38638 
Alistip 


219846318 
6S ribosomal RNA, partial sequence 3865370 38668 


ceae; Po 


219846310 
3877677 38791 


hermus. 


219846304 


rtial se 
Neisser 


219846299 
3893217 38946 


llaceae; 


219846294 
16S ribosomal RNA, partial sequence 3900794 39022 


osporang 


219846286 


nce 


ia; Rhiz 


219846282 


sequenc 
Actino: 


v 


219846268 


quence 
a; Rhodo 


219846267 
3937190 39385 


dobacter 


219846266 


uence 
Rhizobi 


219846256 


ce 39533 
rales; R 


219846255 
3954838 39562 


dobacter 


219846248 


equence 
Sphingo 


219846248 


equence 
Sphingo 


219846245 


ce 39698 
rales; R 


219846242 


equence 
Rhizobi 


219846242 


rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 


ref |NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 
steurellaceae; Avibacterium. 


ref|NR_025929.1 
ococcus albus 7 


ref |NR_025913.1 


ref|NR_025910.1 
la. 
ref|NR_025909.1 
52 3865319 Alisti 
es. 
ref |NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025900.1 


ref 
quen 
iale 

ref 


NR_025894.1 
ce 388702 
s; Neisseria 
NR_025889.1 


Bartonella. 
ref |NR_025884.1 
68 Herbidospora 
ineae; Streptosp 
ref|NR_025876.1 

3911550 391285 
obiales; Bradyrh 
ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 


ref|NR_025858.1 
3935756 393713 
bacterales; Rhod 


ref|NR_025857.1 


aceae; Paracoccu 
NR_025856.1 
3938625 394003 
ales; Methylobac 


v 


ref|NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 
ref|NR_025845.1 


aceae; Rhodovulu 
ref|NR_025838.1 

3965346 396678 
monadales; Sphin 


ref|NR_025838.1 
3965346 396678 
monadales; Sphin 


ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref |NR_025832.1 

3974188 397555 
ales; Rhizobiace 


’ 


ref |NR_025832.1 
3974188 397555 


Ruminococcus albus 
Bacteria; Firmicutes; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Paracoccus 
9 Paracoccus 


obacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Novosphingobium 

8 Novosphingobium 

gomonadaceae; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Rhodothalassium 

halassium salexigens 
Rhodothalassium. 
Agrobacterium 

6 Agrobacterium 

ae; 


Agrobacterium 
6 Agrobacterium 


rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Rhizobium/Agrobacterium group; Agrobacterium. 

692312 Bacteria_16S 3980460 3980497 3 40 gi|219846238|ref|NR_025828.1| Rhizobium galegae 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
692312 Bacteria_16S 3984992 3985029 3 40 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

692312 Bacteria_16S 3995346 3995383 3 40 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

692312 Bacteria_16S 3995439 3995460 97 118 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

692312 Bacteria_16S 3996837 3996874 3 40 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

692312 Bacteria_16S 3996930 3996951 97 118 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

692312 Bacteria_16S 3998331 3998368 3 40 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

692312 Bacteria_16S 3998424 3998445 97 118 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

692312 Bacteria_16S 4001253 4001290 3 40 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

692312 Bacteria_16S 4001346 4001367 97 118 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

692312 Bacteria_16S 4007277 4007314 3 40 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

692312 Bacteria_16S 4025438 4025475 3 40 gi|219846206|ref|NR_025796.1| Clostridium jejuense 


strain HY-35-12 1 
Firmicutes; Clost 


692312 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


692312 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


692312 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


692312 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


692312 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain YIM 90010 
Actinobacteria; A 


692312 Bacteria_16S 


ornithinivorans s 
ornithinivorans B 
Algoriphagus. 


692312 Bacteria_16S 


halophilus strain 
halophilus Bacter 


ridia; Clostridiales; Clostridiaceae; Cl 
4031607 4031640 3 36 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4033157 4033190 3 36 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034711 4034744 3 36 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4036208 4036245 3 40 gi 
SW-110 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingomon 
4036301 4036322 97 118 gi 
SW-110 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingomon 
4061774 4061814 73 114 gi 


al 


al 


rt 
e; 


ctinobacteridae; Actinomycetales; Stre 
4096578 4096615 3 40 gi 
train JC2052 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


pt 
1 


a; 


4098064 4098101 3 40 gi 
JC2051 16S ribosomal RNA, partial seq 
ia; Bacteroidetes; Sphingobacteria; Sp 


ue 
hi 


ostri 


40 
es; 


40 


es; G 


ial s 


ce 40 
adale 


ce 40 
adale 


16S ribosomal RNA, partial sequence 4060988 40 


ospor 
seque 


Sphi 


nce 
ngoba 


692312 Bacteria_16S 


strain A828 16S r 


4108555 4108592 3 40 gi 
ibosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 4024698 40261 


diu 


219846202 


308 


Glyc 
219846201 


324 
lyc 


219846200 


equ 


219846199 


355 
S; 


219846199 


355 
S; 


219846178 


624 
ang 


219846155 


nce 
ngo 


219846154 


cte 


219846146 


m. 
ref 


omyc 
ref 


omyc 
ref 
ence 


Actinomycet 


ref 


Eryt 
ref 


Eryt 
ref 


inea 
ref 


bact 
ref 


rial 
ref 


ineae; Glyc 


ineae; Glyc 


40339 


ales; Glyco 


hrobacterac 
hrobacterac 
Nocardio 


e; 


eriales; Cy 


es; Cycloba 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


NR_025792.1 
56 4032350 Glyco: 


NR_025791.1 
01 4033899 Glyco 


NR_025790.1 


NR_025789.1 
07 4036950 Eryth 


NR_025789.1 
07 4036950 Eryth 


NR_025768.1 
36 Nocardiopsis 


NR_025745.1 
4095844 40972 


NR_025744.1 
4097319 40987 


NR_025736.1 
4107869 4109243 Bartonella chomelii Bacteria; 


fo} 


m 
fo} 


5 
m: 


r 
e 


r 
e 


Pp 


6 
c 


4 
c 


32 Clostridium jejuense Bacteria; 


Glycomyces algeriensis 


myces algeriensis 


mycetaceae; Glycomyces. 

Glycomyces arizonensis 

yces arizonensis 

mycetaceae; Glycomyces. 
Glycomyces 

0 4035456 Glycomyces 

ycineae; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Bartonella chomelii 


692312 Bacteria_16S 


permense strain V. 
permense Bacteria; 
Brevibacterium. 


692312 Bacteria_16S 


strain KMM 3637 1 
Actinobacteria; Actinoba 


692312 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


692312 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 


Paracoccus. 


692312 Bacteria_16S 


canifelinum strai 


canifelinum Bacteria; 
692312 Bacteria_16S 


algeriensis strai 


algeriensis Bacteria; 
Actinosynnemataceae; 
692312 Bacteria_16S 


umidischolae stra 
umidischolae Bact 
Nocardiopsaceae; 


692312 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 


Thermomonosporaceae; 
692312 Bacteria_16S 


strain 34633 16S 


KM Ac-2280 16S 
Actin 


6S ribo 


in Gerl 
eria; Proteobacteria; 


in BC74171 16S 


n SA 233 


in 66/93 
eria; Ac 
Nocardiopsis. 


4113229 4113273 73 


4120782 4120826 73 


4123832 4123865 3 


4134420 4134457 3 


4182240 4182277 3 
Fusobacteria; 


4210889 4210942 3 


Saccharothrix. 
4217121 4217161 73 


4218606 4218646 73 


Actinomadura. 
4223107 4223144 3 


118 


118 


36 


40 


40 


56 


114 


114 


40 


ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial 
obacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


gi 


n RMA 12708 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 
tinobacteria; Actinobacteridae; 


gi 


in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


219846142 
sequence 


219846137 


219846134 


219846124 
sequence 


219846089 


219846068 


219846063 


219846062 


ref 


4 


ref 
somal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
cteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
ref 
- 236/81 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; 


ref 


rs 


ref 
4181497 418295 
Fusobacteriaceae; Fusobacter 
ref 
4210162 421159 
Actinomycetales; Pseudono 
ref 
4216320 421777 
Actinomycetales; Strepto 
ref 
4217823 421929 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
692312 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; 


692312 Bacteria_16S 


strain SE-32A-C8 
Proteobacteria; 


692312 Bacteria_16S 


tunicata strain D 
Proteob 
Pseudoalteromonas. 


Bacteria; 


692312 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


692312 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; 


692312 Bacteria_16S 


orbiscindens stra 


Bacteria; 


Firmicutes; 


692312 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; 


Flavobacteria; 


692312 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; Coriobacteridae; 


692312 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; 


692312 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; 


692312 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; 


rib 


692312 Bacteria_16S 


borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


4236699 4236736 3 


3928 3948 98 


9678 9714 3 


18831 18867 3 


Bacteroidetes; 


20483 20503 98 


23435 23471 3 
Clostridia; 
27966 28002 3 


34269 34289 98 


41565 41601 3 


41659 41679 98 


44567 44603 3 
osomal RNA, 


47593 47629 3 


Clostridiales; 


40 


ribosomal RNA, partial sequence 
Sphingobacteria; 


118 


39 


39 


118 


39 


39 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


118 


39 


118 


39 


complete sequence 
Gammaproteobacteria; Oceanospirillales; 


39 


Sphingobacteriales; Cyclobacteriaceae; 


133716 413512 
Rhodobacterales; 


NR_025732.1 
112427 41138 


NR_025727.1 


NR_025724.1 
412310 


NR_025714.1 


NR_025679.1 


NR_025658.1 


NR_025653.1 


NR_025652.1 


8 
Micrococcineae; 


Brevibacterium 
5 Brevibacterium 
Brevibacteriaceae; 


Brevibacterium celere 
eae; Brevibacterium. 


Volucribacter 
3 4124536 Volucribacter 


Pasteurellaceae; 


Paracoccus 
3 Paracoccus 


Rhodobacteraceae; 


Fusobacterium 
4 Fusobacterium 
ium. 

Saccharothrix 
0 Saccharothrix 
cardineae; 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Actinomadura 
1 Actinomadura 


Actinomycetales; Streptosporangineae; 
gi|219846056|ref|NR_025646.1| Afipia massiliensis 
4222451 4223825 Afipia massiliensis Bacteria; 

Afipia. 
gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
4235935 4237393 Aquiflexum balticum Bacteria; 

Aquiflexum. 
gi|265679061|ref|NR_029369.1| Legionella erythra 


16S ribosomal RNA, partial sequence 3080 
Gammaproteobacteria; Legionellales; Legionellaceae; 


gi 


2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 


gi 


train AA718 16S ribosomal RNA, partial 


acteria; Sphingobacteria; 


gi 


n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


gi 


in 265 16S ribosomal RNA, partial sequence 22677 
Clostridiaceae; 


gi 


27210 
Flavobacteriaceae; 
ref 
34786 


gi 


98 16S ribosomal RNA, partial sequence 
Coriobacteriales; 


4533 


265679051 
sequence 


265679050 
sequence 


265679048 


265679045 
28718 


265679041 
33436 


Legionella erythra Bacteria; 


Legionella. 
265679057 |ref |NR_029365.1 
8961 10291 Pseudo 


ref 
18082 
Sphingobact 


ref 
19628 
Burkholderi 


ref 
24226 
Clos 
ref 


NR_029359.1 
19577 
eriales; Fle 
NR_029358.1 
21106 
ales; Burkho 
NR_029356.1 
Clostr 
tridium. 
NR_029353.1 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Burkholderia 
Burkholderia 


lderiaceae; 


Clostridium 
idium orbiscindens 


Coenonia anatina 


Coenonia anatina Bacteria; 


Co 


Coriobacterineae; 


gi 


65 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


gi 


65 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


gi 


43805 


gi 


265679036 
40774 


265679036 
40774 


265679034 
45323 
Halomonadac 
265679032 
46828 


ref 
42243 
Vibri 
ref 

42243 
Vibri 
ref 


enonia. 
NR_029349.1 
Atopob 
Coriobacteri 
NR_029344.1 
Vibrio 
oO. 
NR_029344.1 
Vibrio 
oO. 
NR_029342.1 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Vibrio pectenicida 
pectenicida Bacteria; 


Vibrio pectenicida 
pectenicida Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


ea 


e; Carnimona 


ref 
48321 


Ss. 


NR_029340.1 


Alcanivorax 


Alcanivorax borkumensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


692312 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


692312 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


692312 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


692312 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


692312 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


692312 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


692312 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


692312 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


692312 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


692312 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


692312 Bacteria_16S 


elongatus strain 
Bacteria; Proteob 


692312 Bacteria_16S 


elongatus strain 
Bacteria; Proteob 


692312 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


692312 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


692312 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


692312 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


692312 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


692312 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


692312 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


50671 50707 3 39 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; Desulfov 
50763 50783 98 118 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; Desulfov 
56822 56858 3 39 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58323 58359 3 39 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
59935 59955 98 118 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; 
61483 61503 
osomal RNA, partial 
ammaproteobacteria; 


Xanthomonadales; X 
98 118 gi 
sequence 
Xanthomonadales; X 
64459 64479 98 118 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
77958 77978 98 118 gi 
in B331 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


79273 79309 3 39 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


89854 89897 70 114 gi 
ain JSP 16S ribosomal RNA, partial seq 
teria; Thermodesulfobacteria; Thermode 
erium. 
96134 96154 98 118 gi 
n Aspo2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


99095 99131 3 39 gi 
FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
99190 99210 98 118 gi 
FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
105234 105270 3 39 gi 
t8.Bl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
112822 112858 3 39 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
128147 128183 3 39 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


Ss; 


S; 
2 


131146 131182 3 39 

ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
131240 131260 98 118 gi 
ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
132734 132770 3 39 gi 
ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; Rho 
141839 141875 3 39 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


gi 


143323 143359 3 39 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


gi 


, 


692312 Bacteria_16S 


160199 160234 78 114 gi 


265679030 
nce 
ibrionales 

265679030 
nce 
ibrionales 

265679026 
nce 
ales; 

265679025 
nce 
matiaceae; 
265679024 
59080 
anthomonad 

265679023 
60630 
anthomonad 

265679021 
ence 63592 
riales; 

265679012 
uence 
ria; 


265679011 
equence 
cteria; 


265679003 
uence 
sulfobacte 


265678999 
uence 
ia; 


265678997 


acterales; 
265678997 


acterales; 
265678993 
nce 


265678987 
112043 11359 


265678977 
nadales; 


265678975 
130392 13190 
ogenes. 

265678975 
130392 13190 
ogenes. 

265678974 
131953 13349 
dothermace 
265678968 
equence 

eria; 


265678967 
142594 14403 


265678956 


49907 


49907 


56079 


Chro: 


57580 


60579 


62129 


Ox 


Desul 


Ps 


Desulf 


98328 


98328 


10448 
Thermoa 


Syntrop 


12740 
P 


Desu 


Desulfur 


ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 
ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 
ref |NR_029334.1 
57529 Thiocy 
matiaceae; Thioc 
ref |NR_029333.1 
59029 Thioc 
Thiocystis. 
ref |NR_029332.1 


acea 
ref 


e; Xanthomon 
NR_029331.1 


aceae; Xanthomon 
ref|NR_029329.1 

65117 Herbas 
alobacteraceae; 
ref |NR_029320.1 

77090 78536 
fobacterales; De 
ref |NR_029319.1 

78587 79994 
eudomonadales; P 
ref|NR_029311.1 

89036 90489 
riales; Thermode 
ref |NR_029307.1 

95265 96764 
ovibrionales; De 
ref |NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref|NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref |NR_029301.1 
6 105949 Thermo 
naerobacteraceae 
ref |NR_029295.1 


haceae; Syntroph 
ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


ref |NR_029283.1 
2 Chrysiogenes 


ref |NR_029283.1 


ref |NR_029282.1 
ae; Rhodothermus 
ref|NR_029276.1 
141109 142543 
1lfuromonadales; 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Pseudoclavibacter 


y 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 
Thiocystis violacea 
stis violacea Bacteria; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Desulfospira 
Desulfospira 
sulfobacteraceae; 


Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Desulfobulbus 
obulbus elongatus 

e; Desulfobulbus. 
Desulfobulbus 
obulbus elongatus 

e; Desulfobulbus. 
Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Syntrophus gentianae 


v 


0 Syntrophus gentianae Bacteria; 


us. 
Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Chrysiogenes arsenatis 


2 Chrysiogenes arsenatis Bacteria; 


Rhodothermus marinus 


5 Rhodothermus marinus Bacteria; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 


ref|NR_029264.1 
159387 160848 


Pseudoclavibacter 
Pseudoclavibacter 


692312 Bacteria_16S 


intestinale strain Catt39 16S ribosomal RNA, partial sequence 
Clostridiales; 


intestinale Bacteria; 
692312 Bacteria_16S 


epidermidis strain P159 16S ribosomal RNA, partial sequence 16233 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brevibacterium. 
692312 Bacteria_16S 


1721-77 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


692312 Bacteria_16S 


1721-77 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


692312 Bacteria_16S 


161700 161720 98 


Firmicutes; 
163155 163175 98 


167829 167865 3 


167923 167943 98 


169447 169467 98 


Clostridia; 


118 


118 


39 


167046 168502 Vibrio mimicus Bacteria; 


118 


167046 168502 Vibri 


118 


strain Fowl 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; 


692312 Bacteria_16S 
strain 50 


692312 Bacteria_16S 
strain 50 


692312 Bacteria_16S 
strain PB 1 


692312 Bacteria_16S 
strain PB 1 


692312 Bacteria_16S 
398 16S ribosomal RNA, 


692312 Bacteria_16S 
398 16S ribosomal RNA, 


692312 Bacteria_16S 


strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


692312 Bacteria_16S 


strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


692312 Bacteria_16S 
leiognathi strain 
Bacteria; 
692312 Bacteria_16S 
leiognathi strain 
Bacteria; 
692312 Bacteria_16S 

strain ATCC 15468 16S 


Proteobacteria; Gammaproteobacteria; 


692312 Bacteria_16S 


thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequenc 
Gammaproteobacteria; Methy 


thermophilus Bacteria; 
Methylococcus. 
692312 Bacteria_16S 


thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequenc 
Gammaproteobacteria; Methy 


thermophilus Bacteria; 
Methylococcus. 
692312 Bacteria_16S 


16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


170829 170865 3 


170923 170943 98 


172339 172375 3 


172433 172453 98 


173847 173883 3 
partial sequence 


173941 173961 98 
partial sequence 


175355 175391 3 


175449 175469 98 


176841 176877 3 


176935 176955 98 


178349 178385 3 
ribosomal RNA, 
179828 179864 3 
Proteobacteria; 
179921 179941 98 


Proteobacteria; 


190622 190658 3 


sequence 
Vibrionales; 


sequence 
Vibrionales; 


39 


118 


39 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


118 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


39 


173054 174520 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 


118 


173054 174520 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 


39 


118 


39 


118 


39 


39 


118 


39 


strain BG8 16S ribosomal RNA, partial sequence 


692312 Bacteria_16S 
aurantiaca strain 
Bacteria; 
692312 Bacteria_16S 


whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 
Methylobacter. 


Methylococcaceae; 
692312 Bacteria_16S 
capsulatus strain 
Bacteria; 
692312 Bacteria_16S 


192132 192168 3 


193642 193678 3 


195154 195190 3 


196663 196699 3 


39 


39 


39 


39 


strain A30 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 


gi 


gi 


gi 


gi 


gi 


168553 16998 
Vibrionaceae; 


gi 


170036 17150 
Vibrionaceae; Vibrio. 


gi 


170036 17150 
Vibrionaceae; Vibrio. 


gi 


171556 17300 
Vibrionaceae; Vibrio. 


gi 


171556 17300 


Vibrionaceae; Vibrio. 


gi 


gi 


gi 


gi 


gi 


L1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


gi 


L1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


gi 


partial sequence 
Aeromonadales; 


gi 


gi 


gi 


189853 19130 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


gi 


JB103 16S ribosomal RNA, partial sequence 19135 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 


gi 


gi 


Texas 16S ribosomal RNA, partial sequence 19438 
Proteobacteria; Gammaproteobacteria; Methyloc 


gi 


Aeromonadacea 


265678955 


Clos 
265678954 


265678951 


265678951 


265678950 


265678949 


265678949 


265678948 


265678948 


265678947 


265678947 


265678946 


265678946 


265678945 
17604 
Vibri 
265678945 
17604 
Vibra 
265678944 
17756 


265678943 


265678943 


265678936 


265678935 


265678934 


265678933 


occales; M 


Micrococcineae; 


ref |NR_029263.1 
160899 162283 
tridiaceae; Clos 
ref |NR_029262.1 


ref |NR_029259.1 


ref |NR_029259.1 


ref |NR_029258.1 


ref|NR_029257.1 


ref|NR_029257.1 


ref |NR_029256.1 


ref |NR_029256.1 


ref|NR_029255.1 
o fischeri Bacte 


ref|NR_029255.1 
o fischeri Bacte 


ref |NR_029254.1 


ref |NR_029254.1 


ref|NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


ref|NR_029244.1 
aceae; Methylomi 
ref |NR_029243.1 
7 #192822 Methyl 
ethylococcaceae; 
ref |NR_029242.1 
1 sequence 


ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 


265678932 


o mimicus Bacteria; 


Clostridium 

Clostridium 
tridium. 

Brevibacterium 


4 163815 Brevibacterium epidermidis 
Brevibacteriaceae; 


Vibrio mimicus strain 
Proteobacteria; 


Vibrio mimicus strain 
Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 
Vibrio. 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 
Photobacterium 
acterium leiognathi 
cterium. 

Aeromonas punctata 
nas punctata Bacteria; 


Methylococcus 
Methylococcus 
ylococcaceae; 


Methylococcus 
Methylococcus 


ylococcaceae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylomonas 
omonas aurantiaca 
Methylomonas. 
Methylobacter 
192873 194334 
Methylococcales; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 


ref|NR_029240.1 


Methylomicrobium agile 


195893 197354 Methylomicrobium agile Bacteria; 


692312 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


692312 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


692312 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


692312 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


692312 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


692312 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


692312 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


692312 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


692312 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


692312 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


692312 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


692312 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


692312 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


692312 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


692312 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


692312 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


692312 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


692312 Bacteria_16S 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


692312 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


199762 199798 3 39 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


206108 206128 98 118 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
209201 209221 98 118 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
213800 213836 3 39 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
222941 222977 3 39 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
223035 223055 98 118 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
224444 224480 3 39 


Vibri 
gi 

Vibri 
gi 


16S ribosomal RNA, partial sequence 223682 225 


ridia; Clostridiales; Peptococcaceae; 
224539 224559 98 118 gi 


222148 223 


222148 223 


265678930 
equence 
ria; Desul 


265678926 
sequence 
ria; Burkh 
265678923 

20835 
idiaceae; 
265678920 


213019 21448 


Marinomon 
265678914 
63 
onaceae; V 
265678914 
63 
onaceae; V 
265678913 
07 
Peptococcu 
265678913 


16S ribosomal RNA, partial sequence 223682 22507 


ridia; Clostridiales; Peptococcaceae; 
235062 235082 98 118 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
236698 236718 98 118 gi 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
238280 238300 98 118 gi 


Peptococcu 
265678905 


234235 23583 


rkholderia 
265678904 
nce 23588 
riales; Bu 
265678903 


6S ribosomal RNA, partial sequence 237457 23896 


etaproteobacteria; Burkholderiales; Bu 
239829 239849 98 118 gi 

2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 
241415 241435 98 118 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


249135 249155 98 118 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


253575 253606 82 114 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


256545 256565 98 118 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
257991 258027 3 39 gi 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; Thermoa 
263967 264003 3 39 gi 
n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
267046 267066 98 118 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
268503 268538 78 114 gi 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
285143 285179 3 39 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 


692312 Bacteria_16S 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 


240595 24207 


rkholderia 


265678896 
al sequenc 
acteria; N 


265678893 
quence 
ia; Rhodob 


265678891 
ence 25570 
riales; Bu 
265678890 


complete sequence 257219 25873 


naerobacte 
265678884 

sequence 

vobacteria 
265678882 


266185 26767 


alobactera 
265678881 
rtial sequ 
nobacterid 


265678870 
ence 28438 
acterales; 


285238 285258 98 118 gi 


ref|NR_029238.1] Pelobacter 
198985 200521 Pelobacter 

furomonadales; Pelobacteraceae; 

ref|NR_029234.1]/ Taylorella 
205252 206750 Taylorella 


olderiales; Alca 
ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref|NR_029228.1| Marinomonas vaga 
4 Marinomonas vaga Bacteria; 


ligenaceae; Taylorella. 
Clostridium sporogenes 
idium sporogenes 


as. 
ref|NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 
ibrio. 

ref|NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 
ibrio. 

ref|NR_029221.1| Peptococcus niger 
4 Peptococcus niger Bacteria; 

Ss. 

ref|NR_029221.1| Peptococcus niger 


4 Peptococcus niger Bacteria; 
Ss. 
ref|NR_029213.1| Burkholderia graminis 
4 Burkholderia graminis Bacteria; 
ceae; Burkholderia. 

ref|NR_029212.1| Burkholderia 

5 237406 Burkholderia phenazinium 
rkholderiaceae; Burkholderia. 
ref|NR_029211.1| Burkholderia glumae 

6 Burkholderia glumae Bacteria; 

ceae; Burkholderia. 

ref|NR_029210.1| Burkholderia 

7 240544 Burkholderia pyrrocinia 
rkholderiaceae; Burkholderia; 


ref|NR_029209.1| Burkholderia cepacia 
2 Burkholderia cepacia Bacteria; 


ceae; Burkholderia; Burkholderia cepacia 
ref|NR_029204.1| Microvirgula 
e 248268 249768 Microvirgula 


eisseriales; Neisseriaceae; 
Amaricoccus 
Amaricoccus 


bacteraceae; 


ref|NR_029201.1 
252777 254201 
acterales; Rhodo 


Burkholderia 
lderia xenovorans 


ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; Burkholderia. 
ref|NR_029198.1| Moorella glycerini 

1 Moorella glycerini Bacteria; 

race rella group; Moorella. 
Psychroserpens 
Psychroserpens 

les; Flavob iaceae; Psychroserpens. 
ref|NR_029188.1| Oxalobacter formigenes 
2 Oxalobacter formigenes Bacteria; 
ceae; Oxalobacter. 

ref|NR_029187.1| Actinomadura cremea 
ence 267723 269132 Actinomadura 
ae; Actinomycetales; 


ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 


Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 


265678870 


ref|NR_029176.1| Desulfobulbus 


rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 


692312 Bacteria_16S 289692 289712 98 118 gi| 265678867 |ref|NR_029173.1 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordet 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
692312 Bacteria_16S 310976 311012 3 39 gi| 265678853 |ref|NR_029159.1 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi gro 
692312 Bacteria_16S 314152 314172 98 118 gi| 265678851 |ref|NR_029157.1 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
692312 Bacteria_16S 323170 323190 98 118 gi| 265678845 |ref|NR_029150.1 
strain H168 16S ribosomal RNA, complete sequence 322285 32381 

Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
692312 Bacteria_16S 341805 341825 98 118 gi|265678830|ref|NR_029135.1 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrog 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiacea 
692312 Bacteria_16S 352062 352098 3 39 gi| 265678823 |ref|NR_029128.1 
strain MB312 16S ribosomal RNA, partial sequence 351363 35277 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

692312 Bacteria_16S 352136 352175 78 118 gi| 265678823 |ref|NR_029128.1 
strain MB312 16S ribosomal RNA, partial sequence 351363 35277 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

692312 Bacteria_16S 353524 353560 3 39 gi| 265678821 |ref|NR_029126.1 
strain 941 16S ribosomal RNA, partial sequence 352821 35423 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
692312 Bacteria_16S 354983 355019 3 39 gi|265678820|ref|NR_029125.1 
strain AS130 16S ribosomal RNA, partial sequence 354284 35569 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
692312 Bacteria_16S 355076 355096 98 118 gi|265678820|ref|NR_029125.1 
strain AS130 16S ribosomal RNA, partial sequence 354284 35569 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
692312 Bacteria_16S 366907 366943 3 39 gi|265678810|ref|NR_029115.1 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Id 
Idiomarina. 

692312 Bacteria_16S 369928 369964 3 39 gi| 265678808 |ref|NR_029113.1 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 
Halomonas. 

692312 Bacteria_16S 377532 377567 78 114 gi| 265678803 |ref|NR_029108.1 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces 
692312 Bacteria_16S 385113 385149 3 39 gi| 265678798 |ref|NR_029103.1 
strain OK2 16S ribosomal RNA, partial sequence 384340 38587 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
692312 Bacteria_16S 389722 389765 70 114 gi|265678795|ref|NR_029100.1 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Promicromonosporaceae; Myceligenerans. 

692312 Bacteria_16S 391345 391365 98 118 gi|265678794|ref|NR_029099.1 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitin 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
692312 Bacteria_16S 402073 402108 78 114 gi| 265678787 |ref|NR_029092.1 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Microbacteriaceae; Agromyces. 

692312 Bacteria_16S 419034 419070 3 39 gi|265678775|ref|NR_029080.1 
strain LCl 16S ribosomal RNA, partial sequence 418286 41972 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
692312 Bacteria_16S 425249 425285 3 39 gi|265678771|ref|NR_029076.1 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteri 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

692312 Bacteria_16S 434550 434586 3 39 gi|265678765|ref|NR_029070.1 
strain TF-27 16S ribosomal RNA, partial sequence 433793 43528 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
692312 Bacteria_16S 439195 439231 3 39 gi| 265678762 |ref|NR_029067.1 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 43991 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 
692312 Bacteria_16S 439288 439308 98 118 gi|265678762|ref|NR_029067.1 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 43991 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 
692312 Bacteria_16S 443781 443817 3 39 gi| 265678759 |ref|NR_029064.1 


v 


atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 


atlanticus Bacter 


ia; Bacteroidetes; Flavobacteria; 


Flavobacteriales; 


Bordetella holmesii 


ella holmesii Bacteria; 


Borrelia japonica 


japonica Bacteria; 
up. 

Clostridium botulinum 
idium botulinum A 


Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 


Hydrogenovibrio 


enovibrio marinus 
e: 


Hydrogenovibrio. 
Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Idiomarina 
Idiomarina 


iomarinaceae; 


Halomonas 
Halomonas 


alomonadaceae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 
as. 


Myceligenerans 
Myceligenerans 


cineae; 


Chitinimonas 


imonas taiwanensis 
Chitinimonas. 


Agromyces cerinus 
402730 Agromyces 


es; Micrococcineae; 


Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 


Formosa algae strain 
a; 


Bacteroidetes; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Croceibacter 


443005 444493 Croceibacter 


Flavobacteriaceae; 


Croceibacter. 


CCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATATGACCA 
TGCACTTCCTGGTGTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCG 
ACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACAGACGAAGCGCAAGTGACGGTATGTGCAGAAGAAGGACCGGCCAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGT 
GGGCGTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG 
CGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGG 
TTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGAAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGACGGCAGAGATGTCGTTTCCCTTGTGGCCTGTGTGCA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCG 
TAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGG 
CTGCGATGCCGTGAGGTGGAGCGAATCCTTGTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGA 
GCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCNAACGAAGCATGCAGGACGGAGTTTTTCGGAACGAAGGAATGCATGACTTAG 
TGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTTATACAGGGGGATAACAGTTAGAAATGGCTGCTAATACCGCATAAGCACACAGTATCGCATGATACGGT 
GTGAAAAACCCTGGTGGTATAAGATGGGCCCGCGTCTGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATCAGTAGCCGGCTTGAGAGAGTGGACG 
GCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGA 
AGTATTTCGGTATGTAAACTTCTATCAGCAAGGAAGATAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGG 
CAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCAGGGCAAGTCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGAAACTGCCTT 
GCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTAACTGAC 
ACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCTGGGGGCAACGCCCTTAGGTGCCGA 
AGCTAACGCATTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCTAGTCTTGACATCCTTCTGACCGGACGGTAACACGTCCTTCCCTTCGGGGCAGGAGAGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTCAAGTCCCGCAACGAGCGCAACCCTTATCTTCAGTAGCCAGCAATTCGGTTGGGCACTCTGGAGAGACTGCCGGGGATAACCCG 
GAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGATTAGGGCTACACACGTGCTACAATGGCGTAAACAAAGAGAAGCAAAGCCGTGAGGTGGAGCAA 
ACCTCAAAAATAACGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCC 
GGGTCTTGTACACACCGCCCGTCACACCATGGGAGCCGGAAATGCCCGAAGCCTGTGACCCAACCTGAAAAGGAGGGAGCAGTCGAAGGCGGGGCCGGTGACTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCATGGCTCAGAACGA 
ACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCAGCTCTACGGAATAACTCAG 
GGAAACTTGTGCTAATACCGTATACGTCCGATAGGAGAAAGATTTATCGGAGTTGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGG 
CGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGC 
AAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAAC 
TTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTGTTAAGTTAGGGGTGAAATCCCAGG 
GCTCAACCCTGGAACTGCCTTTAATACTGGCAATCTAGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCA 
GTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGAGAGC 
TAGCCGTCGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGAT TAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATCCCTTCAGTTCGGC 
TGGACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTTCGCCCTTAGTTGCCATCATTAAG 
TTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGAAGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGT 
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CAAGTCGTGGGGCAGCAGGCTATTACCTTCGGGTAATAGTGCTGGCGACCGGCAAACGGGTGAGTAACGCGTAGCTAACCTACCCATAGGTTGGGGATAACCATC 
CGAAAGGGTGGCTAATACCCAATAATGAGGAGACTCCAAAGCCCTTTTGGGCGCCTATGGATGGGGCTGCGTCCCATCAGCTAGTTGGTGAGGTAATGGCTCACC 
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CAGCGGGTAAAGCCGGGTACTCACAGGGGACTGCCGGCGATAAGTCGGAGGAAGGAGGGGATGACGTCAGATCAGTATGCCCTTTATGCCCTGGGCTACACAGGC 
GCTACAGTGGCAGGGACAATGGGACGCAACGCAGCAATGCGGAGCAAATCCCCTAAACCCTGTCGTGGTGCGGATTGRGGGTTGCAACTCACCCCCATGAAGGCG 
GAATCGGTAGTAATGGCGAATCAGCAATGTCGCCGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACGCCATGGGAGTCGGGTTCATCGGAAGTCCCCG 
AGCTAACCCGCAAGGGAGGCAGGGGCCGATGATGGGCCTGATGACTGGGGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGC 
AGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAACAACTCCGGGAAACTGGAG 
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teria; Actinobacteria; Actinobacterida 


gi 


gi 


680477 68183 


gi 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neisseriaceae; 
692312 Bacteria_16S 


gi 


In04 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 
692312 Bacteria_16S 


gi 


in NZva20 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 


in NZva20 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 689459 69096 
ammaproteobacteria; Enterobacteriales; 


gi 


16S ribosomal RNA, partial 
Gammaproteobacteria; 


gi 


6S ribosomal RNA, partial sequence 702960 70436 
Chromatiaceae; 


gi 


partial sequence 
Vibrionales; Vibrionaceae; 


gi 


partial sequence 
Vibrionales; Vibri 


gi 


721087 72261 


gi 


gi 


4270 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatiales; 
692312 Bacteria_16S 


gi 


acteria; Betaproteobacteria; Burkholderiales; 
692312 Bacteria_16S 


gi 


742578 74395 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


692312 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; G 


746152 746188 3 


692312 Bacteria_16S 


748902 748938 3 


39 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellace 


39 


strain 4B02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


gi 


745469 74679 


gi 


265678609 


265678607 
Enterobac 
265678605 


Pelos 
265678605 


Pelos 
265678603 


265678601 


265678595 


265678594 
68188 


265678592 
68477 


265678590 


Desul 
265678590 


Desul 
265678589 


Enterobac 
265678588 
sequence 
Entero 


265678580 


265678576 
70866 


265678576 
70866 

onaceae; 

265678567 


Enterobac 
265678560 


apsa. 
265678559 
73331 
Chro: 
265678555 


Ox 
265678551 


Rhodospiri 
265678549 


e; Actinomycetales; 


Aliivibrio. 


Aliivibrio. 


ref |NR_028914.1 


canis Bacte 


ref|NR_028912.1 
7 Enterobacter 


Pseudomonadales 


ref|NR_028900.1 
Neisseria. 
ref|NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref |NR_028895.1 

687908 689408 
fobacterales; De 
ref |NR_028894.1 


teriaceae; Citro 
ref|NR_028893.1 

691014 692520 
bacteriales; Ent 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref|NR_028881.1 
8 710188 Aliivi 


ref|/NR_028881.1 
8 710188 Aliivi 


ref|NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref|NR_028864.1 
apsa rosea Bacte 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 

ref |NR_028855.1 


llaceae; Rhodoci 
ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 


265678547 


Moraxella canis strain 
ria; Proteobacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


teriaceae; Enterobacter; Enterobacter 

ref|NR_028910.1| Pelospora glutarica 

5 Pelospora glutarica Bacteria; 

pora. 

ref|NR_028910.1| Pelospora glutarica 

5 Pelospora glutarica Bacteria; 

pora. 

ref|NR_028908.1| Arcanobacterium 

e 668320 669706 Arcanobacterium 

Actinomycineae; 

ref|NR_028906.1| Pseudomonas 

Pseudomonas 


; Pseudomonadaceae; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Lamprocystis purpurea 


purpurea Bacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 

Acinetobacter tandoii 
tandoii Bacteria; 
Cs 


ref|NR_028851.1 


Acinetobacter bouvetii 


748219 749543 Acinetobacter bouvetii Bacteria; 


692312 Bacteria_16S 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


692312 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; 


strain B2 16S rib 
Proteobacteria; 


VKM Ac-1800 16S r 


692312 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


692312 Bacteria_16S 


strain Al 16S rib 


Proteobacteria; B 


750277 750313 3 39 gi|265678546|ref|NR_028850.1| Acinetobacter 
in 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

751652 751688 3 39 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 

ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

753027 753063 3 39 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
osomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

756095 756130 78 114 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
ibosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

757662 757682 98 118 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
n AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

759166 759186 98 118 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
osomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

760720 760740 98 118 gi|265678539|ref|NR_028843.1| Neisseria dentiae 


692312 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


692312 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


692312 Bacteria_16S 


montpellierensis 
montpellierensis 


692312 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


692312 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


692312 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


692312 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


692312 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


692312 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


692312 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


692312 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


692312 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


692312 Bacteria_16S 


cyclicum strain A 
Bacteria; Proteob 


692312 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


692312 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


692312 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


G 
692312 Bacteria_16S 


G 
692312 Bacteria_16S 


bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
763595 763631 3 39 
ribosomal RNA, partial sequence 


Neiss 
gi 


766806 766826 98 118 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
769719 769755 3 39 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
771250 771286 3 39 gi 
S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; P 
785186 785222 3 39 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacter 
788311 788331 98 118 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
800528 800564 3 39 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
806601 806637 3 39 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

806665 806708 70 114 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

812887 812922 78 114 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
814434 814454 98 118 gi 
LM1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
818797 818833 3 39 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820302 820338 3 39 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
821813 821849 3 39 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


gi 


c 


Cc 


Cc 


n 
a 


e 
h 


692312 Bacteria_16S 


823487 823507 98 118 gi 


759866 76120 
eriaceae; 

265678537 
762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 
265678535 
artial seq 
tridiales; 
265678533 
768965 770424 Vibri 


265678532 
770475 77198 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
771344 771364 98 118 gi| 265678532 |ref|NR_028836.1 
S ribosomal RNA, partial sequence 770475 77198 


seudomonad 
265678522 
1 sequence 
Pseud 


ia; 


265678520 
787469 78896 


iricketts 


265678512 
799765 80123 
cteriaceae 
265678508 


e 80584 


ulfobacter 


265678508 


e 80584 


ulfobacter 


265678504 


81203 
Ecto 


ce 
les; 


265678503 


81355 
ales; Pis 


265678500 
818049 81950 


Enterobac 


265678499 
819558 82101 


Enterobac 


265678498 
821061 82256 
seudomonad 
265678497 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


Neisseria. 
ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028839.1 
uence 765978 
Veillonellaceae 
ref |NR_028837.1 
o ruber Bacteria 


ref|NR_028836.1 


aceae; Cellvibri 
ref |NR_028826.1 
784432 785869 
omonadales; Pseu 


ref|NR_028824.1 


iace 
ref 


ae; Methylop 
NR_028815.1 
; Kaistella. 

ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref|NR_028803.1 


teri 
ref 


aceae; Kluyv 
NR_028802.1 


teri 
ref 


aceae; Kluyv 
NR_028801.1 


aceae; Pseudomon 


6 Neisseria dentiae Bacteria; 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 

Veillonella 

767386 Veillonella 
Veillonella. 
Vibrio ruber strain 
Proteobacteria; 


, 


’ 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


Oy 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Methylophaga alcalica 


2 Methylophaga alcalica Bacteria; 


haga. 
Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Kluyvera cryocrescens 


v 


7 Kluyvera cryocrescens Bacteria; 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 


ref|NR_028800.1 
822620 824161 


Cupriavidus 
Cupriavidus 


692312 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


692312 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


692312 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


692312 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


692312 Bacteria_16S 


strain CFBP 4188 
Proteobacteria; 


strain N-1 16S ri 
Proteobacteria; B 


692312 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


692312 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


692312 Bacteria_16S 
16S ribosomal RNA, partial sequence 893783 89526 
rkholderia 


strain LMG 18106 


Proteobacteria; B 


692312 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


692312 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


692312 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


692312 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


692312 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


692312 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


692312 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


692312 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


692312 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


692312 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


692312 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


G 
692312 Bacteria_16S 


828104 828124 98 118 gi 


etaproteobacteria; Burkholderiales; Bu 
896165 896185 98 118 gi 


etaproteobacteria; Burkholderiales; Bu 
900880 900900 98 118 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
902395 902430 78 114 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


903921 903941 98 118 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
905330 905366 3 39 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
xr 

906925 906961 3 39 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


907020 907040 98 118 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


927141 927177 3 39 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


927236 927256 98 118 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


934824 934860 3 39 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
934919 934939 98 118 gi 
JS5 16S ribosomal RNA, partial sequenc 


acteria; Deltaproteobacteria; Bdellovi 
936351 936387 3 39 gi 
osomal RNA, partial sequence 


eltaproteobacteria; Bdellovibrionales; 


265678494 


265678447 


16S ribosomal RNA, partial sequence 895318 89680 


rkholderia 
265678444 
e 90001 
hales; Pis 
265678443 
quence 
eria; Chro 
265678442 
e 90307 
lales; Leg 
265678441 
ence 90455 
aerobacter 


265678440 
al sequenc 
eria; Desu 


265678440 
al sequenc 
eria; Desu 


265678427 
quence 
ria; Desul 


265678427 
quence 
ria; Desul 


265678422 
e 93405 
brionales; 
265678422 
e 93405 
brionales; 
265678421 


Bacteriov 


ref |NR_028797.1 


; Pandoraea 
NR_028749.1 


ceae 
ref 


ceae; Pandoraea 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 


ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


, 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028729.1 
926361 927852 
fobacterales; De 


ref|NR_028729.1 
926361 927852 
fobacterales; De 


ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 


Selenomonas infelix 


-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

841717 841753 3 39 gi|265678485|ref|NR_028788.1| Marinospirillum 
in 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
acteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

858402 858422 98 118 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

866037 866057 98 118 gi| 265678468 |ref|NR_028771.1| Sulfurospirillum 
ain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
teria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 

867600 867620 98 118 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

873660 873680 98 118 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
bosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

883949 883985 3 39 gi|265678455|ref|NR_028757.1| Desulfacinum 
ain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
teria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 

893095 893115 98 118 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

894630 894650 98 118 gi| 265678448 |ref|NR_028750.1| Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


, 


Legionella gresilensis 
ella gresilensis 
ionella. 
Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Bacteriovorax marinus 


ref|NR_028723.1 


oracaceae; Bacte 


935581 937044 Bacteriovorax marinus Bacteria; 


riovorax. 


692312 Bacteria_ 


strain SJ 16S ri 
Proteobacteria; 


692312 Bacteria_ 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter 


692312 Bacteria_ 


strain CIP 10466 
Proteobacteria; 


692312 Bacteria_ 


subsp. vallismor 
subsp. vallismor 
Salinivibrio. 


692312 Bacteria_ 


strain 4A 16S ri 
Proteobacteria; 


692312 Bacteria_ 


strain NCTC 1300 
Bacteria; Proteo 


692312 Bacteria_ 


geysericola stra 
geysericola Bact 


692312 Bacteria_ 


barnesii strain 
Bacteria; Proteo 


692312 Bacteria_ 


strain CDC 2970- 
Bacteria; Proteo 


692312 Bacteria_ 


strain 167 16S r 
Proteobacteria; 


692312 Bacteria_ 


strain I-75 16S 
Proteobacteria; 


692312 Bacteria_ 


16S 936445 936465 
bosomal RNA, partial 
Deltaproteobacteria; Bdellovibrionales; 
16S 956559 956579 98 118 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


98 
sequence 


118 gi 


16S 961096 961132 
3 16S ribosomal RNA, 
Gammaproteobacteria; Pseudomonadales; P 
16S 965723 965759 3 39 gi 
tis strain DV 16S ribosomal RNA, partia 
tis Bacteria; Proteobacteria; Gammaprot 


3 39 gi 
complete sequence 


16S 967307 967343 
bosomal RNA, partial 
Gammaproteobacteria; Oceanospirillales; 
16S 971946 971966 98 118 gi 
4 16S ribosomal RNA, partial sequence 

bacteria; Epsilonproteobacteria; Campyl 
16S 977868 977904 3 39 gi 
in GC-42 16S ribosomal RNA, partial seq 
eria; Chloroflexi; Herpetosiphonales; H 
16S 980945 980965 98 118 gi 
SES-3 16S ribosomal RNA, partial sequen 
bacteria; Epsilonproteobacteria; Campyl 
16S 987115 987151 3 39 gi 
59 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Enteroba 
16S 988695 988731 3 39 gi 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 990275 990311 3 39 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 991846 991882 3 39 gi 


3 
sequence 


39 gi 


265678421 


935581 93704 


Bacteriov 
265678408 
sequence 
acteria; R 
265678404 
96032 
seudomonad 
265678401 
1 sequence 
eobacteria 


265678400 


966531 96793 


Halomonad 
265678396 
97110 
obacterale 
265678392 
uence 
erpetosiph 
265678390 
ce 98009 
obacterale 
265678386 
98633 
cteriales; 
265678385 


987916 98944 


Enterobac 
265678384 


989496 99101 


Enterobac 
265678383 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 


Proteobacteria; 


692312 Bacteria_ 


sapovorans strai 
Bacteria; Firmic 


692312 Bacteria_ 


kuenenii strain 
Bacteria; Proteo 


692312 Bacteria_ 


chilensis strain 
Bacteria; Proteo 


692312 Bacteria_ 


strain JB-A2 16S 
Proteobacteria; 


692312 Bacteria_ 


strain ATCC 3343 
Proteobacteria; 


692312 Bacteria_ 


peptidolytica st 
peptidolytica Bac 
Pseudoalteromonas 


692312 Bacteria_16S 
ibosomal 


strain OK-1 16S r 
Proteobacteria; 


692312 Bacteria_ 


strain SB2B 16S 
Proteobacteria; 


692312 Bacteria_ 


strain GP1l1 16S 
Proteobacteria; 


692312 Bacteria_ 


199/55 16S ribos 
Gammaproteobacte 


692312 Bacteria_ 


strain Ne 11 16S 


Gammaproteobacteria; Enterobacteriales; 
16S 993499 993519 98 118 gi 
n OM 16S ribosomal RNA, complete sequen 
utes; Clostridia; Clostridiales; Syntro 
16S 998152 998172 98 118 gi 
JB-Al 16S ribosomal RNA, partial sequen 
bacteria; Gammaproteobacteria; Thiotric 
16S 999664 999684 98 118 gi 
Ch-1 16S ribosomal RNA, partial sequen 
bacteria; Gammaproteobacteria; Thiotric 
16S 1001184 1001204 98 118 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pis 
16S 1004085 1004121 3 39 gi 
3 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
16S 1005610 1005646 3 39 gi 
ain F12-50-Al 16S ribosomal RNA, parti 


xr 


teria; 


P 


1010096 1010132 3 


roteobacteria; 


39 
RNA, partial sequence 


Gammaproteobact 


gi 


Enterobac 
265678382 
ce 99261 
phomonadac 
265678379 
ce 99729 
hales; Pis 
265678378 
ce 99880 
hales; Pis 
265678377 


1000320 10017 


ciricketts 
265678375 

10033 
Enterobac 
265678374 
al sequenc 
eria; Alte 


265678371 


1009316 10108 


Gammaproteobacteria; Alteromonadales; 
16S 1011646 1011682 3 39 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
16S 1013141 1013177 3 39 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; M 
16S 1014637 1014673 3 39 gi 
omal RNA, partial sequence 
ria; Pseudomonadales; Moraxellaceae; 
16S 1016133 1016169 3 39 
ribosomal RNA, partial sequence 


s 
gi 


Ss 
gi 


Mo 
gi 


hewanellac 
265678370 


1010904 10123 


hewanellac 
265678369 


1012401 10138 


oraxellace 
265678368 


1013897 1015342 Morax 


raxella. 
265678367 


ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref |NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028703.1 
964933 966480 
Vibrionales; V 


, 


ref|NR_028702.1 
aceae; Halomonas 
ref|NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref|NR_028694.1 

977181 978580 
onaceae; Herpeto 
ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref|NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiacea 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


iaceae; Thiomicr 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 
ref |NR_028673.1 
Shewanella 
NR_028672.1 


eae; 
ref 


Shewanella 
NR_028671.1 


eae; 
ref 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 
ella 


e: 


Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 

Pseudaminobacter 

Pseudaminobacter 
lobacteriaceae; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Campylobacter lanienae 

obacter lanienae 

aceae; Campylobacter. 
Herpetosiphon 
Herpetosiphon 

siphon. 
Sulfurospirillum 

ospirillum barnesii 

aceae; Sulfurospirillum. 
Citrobacter murliniae 

acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Syntrophomonas 
phomonas sapovorans 
nas. 

Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira 
crospira chilensis 
; Thiomicrospira. 

Thiomicrospira frisia 


’ 


83 Thiomicrospira frisia Bacteria; 


ospira. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


ref|NR_028669.1 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


Moraxella catarrhalis 


1015393 1016838 Moraxella catarrhalis Bacteria; 


692312 Bacteria_16S 1017630 1017666 3 
L-3 16S ribosomal RNA, partial sequence 


39 


1016889 1018335 Moraxella 


gi| 265678366 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


692312 Bacteria_16S 1028386 1028422 3 


strain IC166 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 
692312 Bacteria_16S 1029972 1029992 98 


thermophila strain I78 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; 


692312 Bacteria_16S 1036112 1036132 98 


39 


118 


118 


strain 7-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 


692312 Bacteria_16S 
insulare strain K 
Bacteria; 
692312 Bacteria_16S 


1051385 1051421 3 


1065017 1065053 3 


primoryensis strain KMM 3633 16S ribosomal RNA, partial 
Gammaproteobacteria; 


primoryensis Bacteria; 
692312 Bacteria_16S 

strain KMM 1406 1 
Proteobacteria; 
692312 Bacteria_16S 


Proteobacteria; 
1066470 1066506 3 


1072413 1072449 3 


vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 107168 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavob 
Vitellibacter. 

692312 Bacteria_16S 1088880 1088916 3 39 gi|265678317|ref|NR_028619.1 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudo: 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
692312 Bacteria_16S 1119084 1119120 3 39 gi|228716249|ref|NR_027549.1 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 11198 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
692312 Bacteria_16S 1135795 1135815 98 118 gi|253680766|ref|NR_028014.1 
strain YB1 16S ribosomal RNA, partial sequence 1134932 11363 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 1143324 1143360 3 39 gi|253680761|ref|NR_028009.1 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 114408 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Pannonibacter. 

692312 Bacteria_16S 1143417 1143437 98 118 gi|253680761|ref|NR_028009.1 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 114408 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Pannonibacter. 

692312 Bacteria_16S 1144880 1144916 3 39 gi|253680760|ref|NR_028008.1 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 114556 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

692312 Bacteria_16S 1146457 1146477 98 118 gi| 253680759 |ref|NR_028007.1 


strain Ter6 16S ribosoma 
Proteobacteria; Betaproteobacteria; 
692312 Bacteria_16S 1153813 1153849 3 
strain MBIC3157 16S ribo 
Proteobacteria; 
692312 Bacteria_16S 
strain MBIC3157 1 
Proteobacteria; 
692312 Bacteria_16S 1169024 1169060 3 
smaragdinae DSM 11293 16 
11293 Bacteria; Spirochaetes; 
692312 Bacteria_16S 1175165 1175201 3 
DSM 16069 16S ribosomal 
Bacteria; Proteobacteria; 
692312 Bacteria_16S 1193322 1193342 98 
13501 16S ribosomal RNA, 
Proteobacteria; 
692312 Bacteria_16S 


1153907 1153927 98 
6S ribo 


1211476 1211512 3 


hydrothermalis strain Slthf2 16S ribosomal RNA, partial 


hydrothermalis Bacteria; 
Halomonas. 
692312 Bacteria_16S 


Proteobacteria; 


1212953 1212989 3 


strain Althfl 16S ribosomal RNA, partial sequence 


complete sequence 
Betaproteobacteria; Burkholderiales; Al 


39 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanosp 


39 


39 


39 


1 RNA, partial sequence 
Burkholderiales; 


39 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


S ribosomal RNA, partial sequence 
Spirochaetales; 


Photobacterium. 
118 gi|253680754|ref|NR_028002.1 
Photobacterium. 
39 gi| 228719827 |ref|NR_027585.1 
1168243 1169775 Spiroc 
Spirochaetaceae; Spirochaeta. 
39 gi| 228718578 |ref|NR_027574.1 


RNA, partial sequence 
Gammaproteobacteria; Kangiell 


118 


39 


Gammaproteobacteria; 


39 


gi| 265678359 


1027642 10290 
Flavobacteriaceae; 


gi| 265678358 


gi| 265678354 


1035238 10367 
alobacteraceae; 


gi| 265678343 


265678334 
sequence 


gi 


gi| 265678333 


6S ribosomal RNA, partial sequence 1065751 10671 
Gammaproteobacteria; Chromatiales; Chro 


gi| 265678329 


1145612 11470 
Oxalobacteraceae; 


gi| 253680754 


somal RNA, partial sequence 115311811545 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


somal RNA, partial sequence 115311811545 


1174405 11758 


a 


gi|228715722 


1192457 1193978 Bordetell 
caligenaceae; 


224581438 
sequence 


gi 


gi| 224581437 


10291 
Piscirickettsiaceae 


10506 


irillales; 


matiaceae; 


Oceanospirillales; 


ref|NR_028668.1 


bovis Bacte 
ref|NR_028661.1 
Cellulophaga. 
ref|NR_028660.1 
05 1030582 Thiomi 
ref|NR_028656.1 
Herbaspiri 


ref|NR_028645.1 
31 1052062 Marino 


ref|NR_028636.1 
1064282 106570 


ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028631.1 


Collimona 


ref|NR_028002.1 


ref|NR_027537.1 
a hinzii LMG 
Bordetella. 
ref|NR_027220.1 


1210750 121215 


ref 


Marinospirillum. 


Ss. 


Moraxella bovis strain 
ria; Proteobacteria; 


Cellulophaga algicola 


54 Cellulophaga algicola Bacteria; 


Thiomicrospira 
crospira thermophila 
; Thiomicrospira. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Marinospirillum 
spirillum insulare 


Marinomonas 
0 Marinomonas 


Oceanospirillales; Marinomonas. 


Rheinheimera pacifica 


pacifica Bacteria; 


Vitellibacter 
71073086 Vitellibacter 
acteriaceae; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Spirochaeta 
haeta smaragdinae DSM 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Bordetella hinzii LMG 
13501 Bacteria; 


Halomonas 
8 Halomonas 


Halomonadaceae; 


Halomonas axialensis 


NR_027219.1 


1212209 1213646 Halomonas axialensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


692312 Bacteria_ 


strain Eplumel 1 
Proteobacteria; 


692312 Bacteria_ 


strain Esulfidel 
Proteobacteria; 


692312 Bacteria_ 


strain R-4079 16 
Proteobacteria; 


692312 Bacteria_ 


strain R-4079 16 
Proteobacteria; 


692312 Bacteria_ 


strain R-4069 16 
Proteobacteria; 


692312 Bacteria_ 


strain R-4069 16 
Proteobacteria; 


692312 Bacteria_ 


temperatum strai 
temperatum Bacte 


692312 Bacteria_ 


temperatum strai 
temperatum Bacte 


692312 Bacteria_ 
16S ribosoma 


NS12 
Sphingobacteria; 


692312 Bacteria_ 


strain A431 16S 
Proteobacteria; 


692312 Bacteria_ 


strain A431 16S 
Proteobacteria; 


692312 Bacteria_ 


strain UR/MT95 1 
Proteobacteria; 


692312 Bacteria_ 


AT1047 16S ribos 
Flavobacteria; F 


692312 Bacteria_ 


strain AT1013 16 
Bacteroidetes; F 


692312 Bacteria_ 


sarecensis strai 
Bacteria; Proteo 


692312 Bacteria_ 


ganghwensis stra 
ganghwensis Bact 


692312 Bacteria_ 


strain LMG 20598 
Proteobacteria; 


692312 Bacteria_ 


hydrocarbonoclas 
hydrocarbonoclas 
Marinobacter. 


692312 Bacteria_ 


506 16S ribosoma 
Alphaproteobacte 


692312 Bacteria_ 


506 16S ribosoma 
Alphaproteobacte 


692312 Bacteria_ 


subsp. tolerans 
facile subsp. to 
Hyphomicrobium. 


692312 Bacteria_ 


subsp. tolerans 
facile subsp. to 
Hyphomicrobium. 


692312 Bacteria_ 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Hyphomicrobium. 


16S 1214446 1214482 3 39 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 1215926 1215962 3 39 gi 


gi 


Gammaproteobacteria; Oceanospirillales; 
16S 1227983 1228019 3 39 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 1228077 1228097 98 118 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 1229519 1229555 3 39 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 1229613 1229633 98 118 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 1243148 1243184 3 39 gi 
n SDW 018 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacteri 
16S 1243241 1243261 98 118 gi 
n SDW 018 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacteri 
16S 1249221 1249257 3 39 gi 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
16S 1258142 1258178 3 39 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; 
16S 1258236 1258256 98 118 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; 
16S 1267295 1267315 98 118 
6S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Ox 
16S 1273256 1273292 3 39 gi 
omal RNA, partial sequence 
lavobacteriales; Flavobacteriaceae; 
16S 1274678 1274714 3 39 

S ribosomal RNA, partial sequence 
lavobacteria; Flavobacteriales; Flavoba 
16S 1276112 1276148 3 39 gi 
n LV4 16S ribosomal RNA, partial sequen 
bacteria; Gammaproteobacteria; Oceanosp 
16S 1277602 1277638 3 39 gi 
in JC2041 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacter 
16S 1283645 1283665 98 118 gi 


Vibri 
gi 


Vibri 
gi 


Sej 
gi 


Betaproteobacteria; Burkholderiales; Bu 
16S 1292667 1292703 3 39 gi 
ticus strain VT8 16S ribosomal RNA, par 
ticus Bacteria; Proteobacteria; Gammapr 


16S 1306305 1306341 3 
1 RNA, complete sequence 
ria; Rhizobiales; Xanthobacteraceae; 
16S 1306398 1306418 98 118 

1 RNA, complete sequence 
ria; Rhizobiales; Xanthobacteraceae; St 
16S 1309292 1309328 3 39 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


39 gi 
st 
gi 


s 
1 


16S 1309366 1309401 78 114 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


s 
1 


16S 1310765 1310801 3 39 gi 


1248510 1249867 Run 


1257400 125 


224581436 


1213697 12151 


Halomonad 
224581404 


16S ribosomal RNA, partial sequence 1215201 12166 


Halomonad 
219878281 


1227244 12287 


seudomonad 
219878281 


1227244 12287 


seudomonad 
219878280 


1228770 12302 


seudomonad 
219878280 


1228770 12302 


seudomonad 
219878114 
quence 

a; Rhizobi 
219878114 
quence 
a; Rhizobi 
219857416 
el 
Runella. 
219856813 
88 
onaceae; V 
219856813 


1257400 12588 


onaceae; V 
219846423 


1266430 12679 


alobactera 
219846220 


1272544 1273908 Sejon 


ongia. 
219846219 


1273959 12753 
eriaceae; 


ct 
219846179 
ce 12753 
irillales; 
219846127 
quence 

ia; Altero 


219846066 


16S ribosomal RNA, partial sequence 1282800 12842 


rkholderia 
228716433 
tial seque 
oteobacter 


219846269 


1305606 1307012 Stark 


arkeya. 
219846269 


1305606 1307012 Stark 


arkeya. 

228721488 
rtial sequ 
roteobacte 


228721488 
rtial sequ 
roteobacte 


228721487 


ref|NR_027218.1| Halomonas neptunia 
50 Halomonas neptunia Bacteria; 
aceae; Halomonas 
ref|NR_027185.1| Halomonas sulfidaeris 
30 Halomonas sulfidaeris Bacteria; 
aceae; Halomonas. 
ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 
ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 
ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 
ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 
ref|NR_025253.1| Mesorhizobium 

1242462 1243864 Mesorhizobium 
ales; Phyllobacteriaceae; Mesorhizobium. 
ref |NR_025253.1| Mesorhizobium 

1242462 1243864 Mesorhizobium 
ales; Phyllobacteriaceae; Mesorhizobium. 
ref|NR_025004.1| Runella zeae strain 
la zeae Bacteria; Bacteroidetes; 


v 


ref|NR_024632.1| Vibrio halioticoli 
27 Vibrio halioticoli Bacteria; 

ibrio. 
ref|NR_024632.1| Vibrio halioticoli 
27 Vibrio halioticoli Bacteria; 

ibrio. 
ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 

ceae; Massilia. 
ref|NR_025810.1 
gia jeonii Bacte 


Sejongia jeonii strain 
ria; Bacteroidetes; 


ref|NR_025809.1| Sejongia antarctica 
12 Sejongia antarctica Bacteria; 

; Sejongia. 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025717.1 
1276861 127826 
monadales; Colwe 


Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Thalassomonas 

8 Thalassomonas 

lliaceae; Thalassomonas. 
ref|NR_025656.1| Burkholderia hospita 

83 Burkholderia hospita Bacteria; 

ceae; Burkholderia. 

ref|NR_027551.1| Marinobacter 

nce 1291904 1293412 Marinobacter 

ia; Alteromonadales; Alteromonadaceae; 


ref 
eya 


NR_025859.1 
novella Bact 


Starkeya novella DSM 
eria; Proteobacteria; 


ref 
eya 


Starkeya novella DSM 
eria; Proteobacteria; 


NR_025859.1 
novella Bact 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


, 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


Hyphomicrobium facile 
1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


ref|NR_027610.1| Hyphomicrobium facile 
1310069 1311491 Hyphomicrobium 


Hyphomicrobiaceae; 


692312 Bacteria_16S 
subsp. ureaphilum strain 


facile subsp. ure 
Hyphomicrobium. 


692312 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


692312 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacte 


692312 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


692312 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


692312 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


692312 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


692312 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


692312 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


692312 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


692312 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


692312 Bacteria_16S 


OT-1 
Flavobacteria; 


16S ribosoma 
Fl 


692312 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


692312 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


692312 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


692312 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


692312 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


692312 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


692312 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


Thermoanaerobacter brocki 


1310839 1310874 78 114 gi 
IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 
1312397 1312417 98 118 gi 
ain LMG 747 16S ribosomal RNA, partial 


teria; Proteobacteria; Gammaproteobact 


1313844 1313880 3 
ockii strain HTD4 


39 gi 
16S ribosomal RNA, 


Thermo 
gi 


rales; Thermoanaerobacteraceae; 
1317056 1317091 78 114 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1324803 1324823 98 118 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1329219 1329255 3 39 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1335412 1335448 3 39 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1338503 1338523 98 118 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


1343042 1343078 3 39 gi 
ammaproteobacteria; Alteromonadales; F 
1359770 1359790 98 118 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

1373410 1373430 98 118 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1374873 1374909 3 39 gi 
1 RNA, partial sequence 
avobacteriales; 


gi 


Flavobacteriaceae; Kor 
1377914 1377950 3 39 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1378008 1378028 98 118 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1380816 1380852 3 39 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1380909 1380929 98 118 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1382340 1382376 3 39 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1385392 1385428 3 39 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1386996 1387016 98 118 

ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388511 1388531 98 118 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


692312 Bacteria_16S 


1389890 1389926 3 39 gi 


1316224 13177 


1334683 13361 


somal RNA, partial sequence 1342254 1343799 Ferri 


1372563 13740 


1374101 1375614 


1381574 


1386182 13876 


1387667 13891 


228721487 
partial s 
aproteobac 


228721465 
sequence 
eria; Xant 


228718892 
partial se 


anaerobact 
228715851 


ales; Micr 
219878140 
sequence 
Thermoana 


219846090 
13284 
nellaceae; 

228721489 


228721484 
quence 
bacteria; 


228721107 


errimonada 
228720024 
quence 
bacteria; 


228717983 


rkholderia 
228717906 
Kordi 
dia. 
228717562 
ce 13771 
nadales; A 


228717562 
ce 13771 
nadales; A 


228717274 
ce 13801 
les; Beije 
228717274 
ce 13801 
les; Beije 
228717104 
13830 
diomarinac 
228716834 
equence 

eobacteria 


228716754 


riales; Bu 
228716720 


rkholderia 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref |NR_02760 
1311542 13130 
homonadales; Xa 


6.1 
4 


Tok 
9 


ref 
quen 


NR_02757 
ce 13130 


i subsp. brockii Bacteria; Firmicutes; Clostridia; 


er. 
ref|NR_027540.1 
ococcineae; Trop 
ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027612.1 


ref|NR_027607.1 

1337638 133913 
Burkholderiales; 
ref 
mona 


NR_027602.1 
s balearica 
ceae; Ferrimonas 
ref|NR_027587.1 

1358923 136041 
Burkholderiales; 
ref|NR_027569.1 
50 Burkholderia 
ceae; Burkholder 
ref|NR_027568.1 
a algicida OT-1 


ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 


ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027560.1 


eae; Idiomarina 
ref|NR_027556.1 
1384632 138613 
Alteromonadale 


, 


ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 


228716586 


bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 


Bdellovibrio. 


tuberum STM678 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 

Thermoanaerobacter 


4 1314606 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Caldicellulosiruptor 

8 Caldicellulosiruptor 

hermoanaerobacterales 


Dialister invisus DSM 
ter invisus DSM 15470 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Ferrimonas balearica 

DSM 9799 Bacteria; 
Burkholderia 

0 Burkholderia 
Burkholderiaceae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Methylocella 

ocella silvestris BL2 
hylocella. 
Methylocella 

ocella silvestris BL2 
hylocella. 

Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 
Bacteria; 


ia. 


ref|NR_027553.1 
1389197 139049 


Bdellovibrio 
0 Bdellovibrio 


692312 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


692312 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


692312 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


692312 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


692312 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


692312 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


692312 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


692312 Bacteria_16S 


aerolata strain V 
Bacteria; Actinob 


Promicromonospora. 
692312 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


692312 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


692312 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


692312 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


692312 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


692312 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


692312 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


692312 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


692312 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


692312 Bacteria_16S 


strain SA35 16S r 
Proteobacteria; A 


692312 Bacteria_16S 


strain SA35 16S r 
Proteobacteria; A 


1389985 1390005 98 118 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; Deltaprot 


1398819 1398855 3 39 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1401922 1401957 78 114 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1403299 1403335 3 39 gi 

16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 


ne 


Ac 


v 


na 
1412295 1412331 3 39 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1415304 1415340 3 39 gi 


gi 


se 


ammaproteobacteria; Pseudomonadales; Pse 
1422982 1423018 3 39 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1446142 1446178 3 39 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1449261 1449304 70 114 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


en 
na 


or 


ce 
al 


1455191 1455227 3 39 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1456792 1456812 98 118 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1462628 1462664 3 39 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1470239 1470275 3 39 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


se 
ia 


en 
ri 


en 
na 


1 
ri 


1471866 1471886 98 118 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1473258 1473278 98 118 gi 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


ue 


’ 


rk 


1483915 1483951 3 39 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1485422 1485458 3 39 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


gi 
H 


qu 
ri 


1485515 1485535 98 118 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


qu 
ri 


1492990 1493026 3 39 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1493083 1493103 98 118 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 


gi 


ob 


ob 


692312 Bacteria_16S 


afermentans subsp 


228716586 
sequence 
eobacteria; 


228715357 


nadaceae; 
228715351 


219857444 


224581450 
14115371 


224581448 


6S ribosomal RNA, partial sequence 14145521 


224581443 


224581423 


14453911 


224581421 


224581417 


224581416 


224581411 


224581406 


224581405 


224581402 
1472412 1473865 Burkh 


219857506 
1483159 14846 


219857250 


219857250 


219846714 
1492298 14937 


219846714 
1492298 14937 


e 13980 


14011 
tinomyce 


14026 
dales; P 


4130 


udoalter 


4160 
udomonad 


4222 
Ss; M 


ce l 
dale 


4468 
axellace 
14484 


es; Micr 


ce 
romo 


quen 
; Ae 


4559 
Al 


ce l 
ales 


v 


4618 
Ss; A 


ce l 
dale 


sequ 
a; P 


ence 
seud 


nce 


Burkhold 


holderia 


alomonad 
ence 


a; Rhizo 


ence 
a; Rhizo 


acterace 


acterace 


1500589 1500631 71 114 gi 


219846622 
afermentans strain CIP 103499 16S ribosomal RNA, 
Corynebacterium afermentans subsp. 


ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


Bdellovibrio 
0 Bdellovibrio 
; les; Bdellovibrionaceae; 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


Gemmatimonas 
imonas aurantiaca T-27 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


ref|NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 

ref|NR_027230.1| Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
aceae; Pseudomonas. 

ref|NR_027225.1] Psychrobacter 

15 1423690 Psychrobacter maritimus 
oraxellaceae; Psychrobacter. 
ref|NR_027204.1| Psychrobacter arenosus 
81 Psychrobacter arenosus Bacteria; 

ae; Psychrobacter. 

ref|NR_027202.1| Promicromonospora 

60 1449852 Promicromonospora aerolata 
ococcineae; Promicromonosporaceae; 


ref|NR_027198.1 
1454432 145591 

nadales; Aeromonadaceae; Oceanimonas. 

ref|NR_027197.1] Achromobacter 

66 1457283 Achromobacter ruhlandii 

caligenaceae; Achromobacter. 

ref|NR_027192.1| Marinobacter 

62 1463368 Marinobacter bryozoorum 

lteromonadaceae; Marinobacter. 
Psychrobacter 

0 Psychrobacter 

xellaceae; 


Oceanimonas 
5 Oceanimonas 


omonadales; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


ref|NR_027186.1 

1471041 147236 
eriales; Alcalig 
ref |NR_024882.1 
olderia ambifari 
ceae; Burkholder 


, 


ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 
aceae; Kushneria 
ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Xanthobacter agilis 
agilis Bacteria; 


ref |NR_026306.1 
11 Xanthobacter 
ae; Xanthobacte 
ref|NR_026306.1 
11 Xanthobacter agilis Bacteria; 
ae; Xanthobacter 


Xanthobacter agilis 


ref|NR_026214.1 
complete sequence 


Corynebacterium 
1499786 1501111 


afermentans Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 


CTAATACCGTATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCAT 
AGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCC 
AGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGC 
AGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCG 
GAACTGCCTTTGATACTGGGTATCTCGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGC 
GGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTTGGC 
AAGTTTACTTGTCGGTGGCGCAGCTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGGTCGCGGTCTCCAGAGATGGAGACCTTCAGTTCGGCTGGACCGGTGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCT 
AAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGG 
GCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCA 
GCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGAGGGCAGGCGA 
CCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCCTAA 
CACATGCAAGTCGAACGGAGAACTCAATAAGCTTGCTTAGCGAGTTTTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTACCCATTAAATCGGGACAACCC 
TTGGAAACGAGGGCTAATACCGGATACGTTTAACTGATGGCATCATCGGTTAAAGAAAGATGGCCTCTGAACATGCTATCGATAATGGATGGACCCGCGTCTGAT 
TAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGATGAAGGCCTTCGGGTTGTAAAGTACTGTTTTCAGGGACGAACG 
GTAGATATGCAAATAGTGTATTTACATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGG 
AATCATTGGGCGTAAAGGGCGCGTAGGCGGATAATTAAGTCTGGTGTGAAAACTTGGGGCTCAACCCCAAGCCTGCATCGGAAACTGGTTATCTTGAGGACAGGA 
GAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTAGAGGGTATCGACCCCTTCTGTGCCGCAGTTAACACAATA 
AGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGA 
ACCTTACCAAGGCTTGACATCCTACGAATTCTTAGGAAACTAAGGAGTGCCCTTCGGGGAACGTAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCTAACGAGTAAGGTCGAGCACTCTAGACAGACTGCCGGTGATAAACCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCCGGTACAGACGGAAGCGAAGCCGCGAGGTGGAGCAAATCCGAGAAA 
GCCGGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAACATGAAGTTGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCACGAAAGTCTGCAACACCCGAAGCCGGTGAGGTAACCCGAAAGGGAGCTAGCCGTCGAAGGTGGGGCCGATGATTGGGGTGAAGTCG 
TAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTTAACACATGCAAGTCGAACGCTGAACCGG 
TTTCGGCCGGGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCTTGTACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTT 
CACCGCATGGTGGGGGGTGGAAAGTTCCGGCGGTACGGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACNACGGGTAGCCGG 
CCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGAC 
GCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGAGAGTGACGGTACCTGGATAAGAAGCACCGGCCAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAATCTCCACGCTTAACGTGGA 
GCGTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCG 
GGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGCG 
ACATTCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCCAGAGATGGGGCTTCCCTTGTGGTTGGTGTACAGG 
TGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAGTCCCGCAACGAGCGCACCCTATCTGCGTTGCCAGCGCGTCATGGCGGGACTCGTGGGAGA 
CTGCCGGTGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGAT 
ACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTAGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCTTCGGGGAGGGAGTGGTCGAA 
GGTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCTTGGTTCAGATTGAATGCTGACGGCGTGGATGAGGCATGCAAGTC 
GAACGAAGTGTAGCAATACACTTAGTGGCGGAAGGGTTAGTAATACATGGGTAACTTACCATTAACTTAGGAATAACGATTGGAAACGATCGCTAATACCGAATG 
TGGTGATAACAAGGCATCTTGAAATCATTAAAGTGGGGGATCGAAAGACCTCGCGGTTAAAGAGAGGCCCATGGGATATCAGCTAGTTGGTAGGGTAAAGGCCTA 
CCAAGGCTAAGACGTCTAGGCGGATTGAGAGATTGACCGCCAACACTGGGACTGAGAACTGCCCAGACTCCTACGGGAGGCTGCAGTCGAGAATCTTTCGCAATG 
GGCGAAAGCCTGACGAAGCGACGCCGTGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTTTCGCTTGGGAACAAGAGGATCTGTCTAATAAGCAGAGAATTTG 
AGGGTACCAGGTAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCAAGCATTAATCGGATTTATTGGGCGTAAAGGGCGCGTAGGC 
GGAAAGGAAAGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAACAGCATTTGAAACTCCCTTTCTTGAGGGTAGACGGAGAAAATGGAATTCCACAAGTAGCGG 
TGAAATGCGTAGATATGTGGAAGAACACCAGTGGCGAAGGCGATTTTCTAGTTTACACCTGACGCTGAGGCGCGAAAGCAAGGGGATCAAACAGGATTAGATACC 
CTGGTAGTCCTTGCCCTAAACTACGTATACTTGGTGTAACTGGAATCAACCCTAGTTGTGCCGAACGTAACGCGATAAGTATACCGCCTGAGGAGTACGCTCGCA 
AGGGTGAAACTCAAAAGAATTGACGGGGACCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCCAGGTTTGACATGCAGATGA 
TCGTTACAGAAATGTAATTTCCCTTCGGGGCATCTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTTGGTTAAGTCCAGCAACGAGCGCAA 
CCCTTATCATTAGTTGCCAACACTTAGGGTGGGAACTCTAATGAGACTGCCTGGGTTAACCAGGAGGAAGGTGAGGATGACGTCAAGTCCGCATGGCCCTTATAT 
CTGGGGCTACACACGTGCTACAATGGTCGGTACAGAAGGCAGCGAAACCGTGAGGCGGAGCAAATCCCGAAAGCCGATCCCAGTTCAGATTGTAGTCTGCAACTC 
GACTACATGAAGACGGAATTGCTGGTAATGGTGGGTCAGCAACACCACCGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACATCATGGGAGTTGGCTT 
TACCCGAACGCGCTGGCTCAACCGCAAGGAGAGAGGCGTCTAAGGTGAGGCCGATGACTGGGATGAAGTCGTAACAAGGTAGCCTACCGGAAGGTGGGGCTGGAT 
CACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTACATGCAAGGCGAAGGGGCAGCAATGTCACTGTCGTACGGGTGC 
GTAACACGTATGCAACCTACCTATCACAGGGGGATAGCCTCTGGAAACAGGGATTAATACCGCATAAAGCAGGGACACCGCATGGTGATATTGCTAAAGATTTAT 
CGGTGATAGATGGGCATGCGTCTGATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACGATGATCAGTAGGGGGCGTCAGAGCGTGGTCCCCCACACTGGCACT 
GAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGATGCAAGTCTGACCCAGCCATGCCGCGTGCAGGAAGAAGGTCCTCTGGATT 
GTAAACTGCTTTTTTGGGGGAAGAATAGTTTTCTTGCGAGGAAAATGTGACGGTACCCTAAGAATAAGCCACGGTAACTACGTGCCACAACCGCGGTAATTCGTA 
GGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGTTTGATAAGTCAGTGGTGAAAGCCGGTTGCTCAACAATCGAGTTGCCATTGATACT 
GTCGGACTTGAGAGAAGTGGAGGTTCATGGAATGGATGGTGTAGCGGTGAAATGCATAGATATCATCCAGAACGTCGATTGCGAAGGCAGTGGGCTGTACTTTAT 
CTGACACTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACGATGCGAACTAGCTTTTTGGTTTTTGGATTGGGAGGC 
TAAGGGAAACCGATAAGTTCGCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GATGATACGCGAGGAACCTTACCTGGGCTAAATCCAGATATGAATTTAGCAGAGATGTTAGAGCCAGCAATGGCATATTTGAAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGGGGATAGTTGCTAACAGGTAAAGCTGAGGACTCTATTTCAACTGCCTGCGCAAGCA 
GAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGTCCAGGGCTACACACGTGCTACAATGGCGTGTACAGAGTGTTGCGAGGTGGTGACACTGAGC 
CAATCACTAAAAGCACGTCACAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCAATGGCGCGGTGAATACGTT 
CCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGGAGACC TAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGT 
GCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTACCCTGCACTTCGGGATAAGCCTG 
GGAAACTGGGTCTAATACCGGATAGGACCATGAGATGCATGTCTTATGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGT 
GACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 


692312 Bacteria_16S 


brockii subsp. la 


Thermoanaerobacte 


692312 Bacteria_16S 
train ATCC 25295 16S ribosomal RNA, 
longata Bacteria; Proteobacteria; Betaproteobact 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


692312 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


692312 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


692312 Bacteria_16S 
train FiPS3 16S ribosomal RNA, partial 
Proteobacteria; 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


692312 Bacteria_16S 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 
692312 Bacteria_16S 
n NRRL B-24048 16S ribosomal RNA, part 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


692312 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


692312 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; 


692312 Bacteria_16S 


strain KMM 227 16 
Proteobacteria; 


692312 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


lusatiensis strai 
Bacteria; Proteob 
692312 
subsp. 
subsp. 
692312 
strain SP1402 16S 
Proteobacteria; 


smithia st 


decolorationis st 


decolorationis Bacteria; 


Shewanella. 


692312 Bacteria_16S 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
692312 Bacteria_16S 
strain T4 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhizobiales; 
692312 Bacteria_16S 
strain T4 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhizobiales; 
692312 Bacteria_16S 


Bacteria; 


1506341 1506377 3 


rales; 
1508034 1508054 98 


1515379 1515415 3 
rain SDW 
cteria; 


1515472 1515492 98 
rain SDW 
cteria; 


1516930 1516966 3 
acteria; 


1533762 1533782 98 


1541284 1541332 3 


39 


ctiethylicus strain SEBR 5268 16S ribo 
Thermoanerobacter brockii subsp. lactiethylicus 


Thermoanaerobacteraceae; 


118 


39 


014 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobacteria; 


118 


014 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobacteria; 


39 


118 


51 


Deltaproteobacteria; 


gi|219846365 


Bacteria; 


gi| 219846303 


comp 


219878113 
1 


gi 


219878113 
1 


gi 


219873435 
sequence 


gi 


219857425 
sequence 
a; 


gi 


gi| 219857375 


somal RNA, 


lete seq 


sequence 


Rhi 


sequence 


Rhi 


De 


Burkhol 


ial sequen 


G 


ria; Actinobacteria; Actinobacteridae; Actinomyc 
ae; Actinokineospora. 

1542844 1542892 3 51 gi| 219857374 

NRRL B-24047 16S ribosomal RNA, partial sequenc 

ia; Actinobacteria; Actinobacteridae; Actinomyce 
ae; Actinokineospora. 

1545909 1545945 3 39 gi|219857261 

S ribosomal RNA, partial sequence 1545151 15466 

Gammaproteobacteria; Alteromonadales; Idiomarinac 

1547423 1547459 3 39 gi| 219857260 

S ribosomal RNA, partial sequence 1546665 15481 

Gammaproteobacteria; Alteromonadales; Idiomarinac 

1569717 1569753 3 39 gi| 219878173 

n S1 16S ribosomal RNA, partial sequence 15690 


1569810 1569830 98 118 gi 


1571256 1571292 3 39 gi 
Proteobacteria; 
1578867 1578903 3 39 


ribosomal RNA, partial sequence 


gi 


1608109 1608145 3 39 gi 


Proteobacteria; 


1627649 1627685 3 39 gi 
Flavobacteriale 
39 gi 


Flavobacteria; 
1629130 1629166 3 


1629223 1629243 98 118 gi 


1641280 1641316 3 39 gi 


proteolytica strain CMS 64 16S ribosomal RNA, partial s 


proteolytica Bacteria; 


Pseudomonas. 


692312 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; 


strain CMS 35 16S 


Proteobacteria; 


1642842 1642878 3 39 
ribosomal RNA, partial sequence 


gi 


1644403 1644439 3 39 
ribosomal RNA, partial sequence 


gi 


acteria; Alphaproteobacteria; Rhizobia 
692312 Bacteria_16S 
n Sl 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
Bacteria_16S 
rain AS20/1/1 16S ribosomal RNA, partial 
smithia Bacteria; 
Bacteria_16S 


Gammaproteobacteria; Aer 


1578118 15795 
ammaproteobacteria; Pseudomonadales; P 
692312 Bacteria_16S 
rain S12 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Alt 


1628419 16298 
Beijerinckiacea 


1628419 16298 
Beijerinckiacea 


Gammaproteobacteria; 


1642082 16435 
Gammaproteobacteria; Pseudomonadales; P 
692312 Bacteria_16S 


les; Phyll 
219878173 
15690 
les; Phyll 
219878156 
sequenc 


219846381 


seudomonad 
219878471 


219878458 
16269 
s; Flavoba 
219878457 


219878457 


219878449 
equence 
Pseud 


219878448 


seudomonad 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 
ref 


eae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


219878447 


ref 


uence 
eria; 


1514694 15161 
zobiales; 


1514694 15161 
zobia 


1516159 15175 
sulfobacterales; 


1532915 15343 


deri Burkho 


ce 1540535 15420 


etales; Pseudono 


e 1542095 15436 
tale 


18 1570426 Deflu 
obacteriaceae; 


18 1570426 Deflu 
obacteriaceae; 


e 1570477 15719 
omonadales; 


aceae; 


1607365 16088 
eromonadales; 


01 1628368 Flavob 
cteriaceae; 


34 Methylocella 
e; Methylocella. 


34 Methylocella 
e; Methylocella. 


1640520 16420 
omonadales; 


NR_025956.1 


partial sequenc 
Firmicutes; 
Thermoanaerobacter. 


NR_025893.1 
15071 


NR_025252. 


NR_025252. 


les; 


4.1 
9 


NR_02519 


NR_025013.1 
2 
ales; 
NR_024963.1 
4 


NR_024962.1 
0 
S; 


NR_024892.1 


Idiomarina. 
NR_024891.1 


Idiomarina. 
NR_025312.1 


NR_025312.1 


NR_025295.1 
8 
NR_025972.1 


NR_025610.1 
1 


NR_025597.1 


NR_025596.1 


NR_025596.1 


NR_025588.1 
3 
Pseu 


NR_025587.1 


Pseudomon 
NR_025586.1 


5 
Neisserial 


0 
Phyllobacteriaceae; 


Pseudonoc 


Vv 
D 


Vv 
D 


Aero. 


Sh 


Flav 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Mesorhizobium 


8 Mesorhizobium 


Mesorhizobium 
8 Mesorhizobium 


Phyllobacteriaceae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 


ardineae; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Defluvibacter 

ibacter lusatiensis 

efluvibacter. 

Defluvibacter 

ibacter lusatiensis 

efluvibacter. 
Aeromonas salmonicida 

1 Aeromonas salmonicida 

monadaceae; Aeromonas. 

Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 
Pseudomon 


as. 
Shewanella 
2 Shewanella 
ewanellaceae; 


Flavobacterium 
acterium frigoris 
obacterium. 
Methylocella tundrae 


tundrae Bacteria; 


Methylocella tundrae 


tundrae Bacteria; 


Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
aceae; 


as. 


Pseudomonas antarctica 


1643643 1645153 Pseudomonas antarctica Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


692312 Bacteria_16S 


strain IBS S6874 


Proteobacteria; G 


692312 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


692312 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


692312 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


692312 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


692312 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


692312 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


692312 Bacteria_16S 


strain R2014 16S 


1645949 1645985 3 39 gi 
ammaproteobacteria; Aeromonadales; Aer 
1653581 1653601 98 TA8 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655128 1655148 98 118 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1658093 1658129 3 39 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1658187 1658207 98 118 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1659742 1659762 98 118 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1667328 1667364 3 39 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1668920 1668963 70 114 gi 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


692312 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


1671933 1671969 3 39 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


692312 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


692312 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


692312 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


692312 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


692312 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


692312 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


692312 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


692312 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


692312 Bacteria_16S 


echinoides strain 
echinoides Bacter 


692312 Bacteria_16S 


echinoides strain 
echinoides Bacter 


692312 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; R 


692312 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


692312 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


1680938 1680986 3 51 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1691599 1691635 3 39 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1691693 1691713 98 118 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
1694722 1694758 3 


39 gi 


16S ribosomal RNA, partial sequence 1693968 169 


ammaproteobacteria; Pseudomonadales; P 
1696266 1696302 3 39 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1699364 1699400 3 39 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1699458 1699478 98 118 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1702492 1702540 3 51 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1703981 1704017 3 39 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1704074 1704094 98 118 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1705492 1705528 3 39 gi 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
1708544 1708580 3 39 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; 
1708638 1708658 98 118 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; 


Chro: 
gi 


Chro: 


692312 Bacteria_16S 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 


1713057 1713093 3 39 gi 


an 


an 


on 
E 
no 


E 


ue 
i; 


1 
ri 


1 
ri 


se 


se 


nc 
11 


s 
a; 


s 
a; 
rm 


ma 


ma 


219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 
219878439 
1652728 16542 


219878438 
1654275 16557 


219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878435 
1658880 16603 


219878430 
219878429 
1668114 16695 


219878427 
1671187 16725 


219878421 


219878413 


219878413 


219878411 
219878410 
1695512 16970 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


219878406 


219878405 


219878405 


219878404 


1704738 17061 


219878402 
1707781 17092 


219878402 
1707781 17092 
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Thermomo 


thomonadacea 
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e; 


thomonadacea Thermomo 
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°o fo 


e; 
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ref 
rimontia. 
ref 
70 1668063 Esche 
teriaceae; Esch 
ref 


aceae; G 


16665 
nterobac 


; Ac 
ref 


mycineae tinomycetac 


nterobacteriaceae; Ente 
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Thermaceae; 


nce 
Thermal 


1690867 16923 
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sequen 
a; Pse 


ce 
ud 


ref a 
1690867 16923 
omonadales; Pse 


sequen 
a; Pse 


ce 
ud 


ref 
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ad Pseudomo 
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e; 
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ref 
© pomeroyi Bact 
ref 


e 1701702 1703230 Halob 
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ref 
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ref 

1703281 17046 
ales; Methylocy 


ref 


equence 
Rhizobi 


v 


equence 
Rhizobi 


v 


acea Thermole 
ref 
61 Rheinheimera 
Rheinheimera. 
ref 
61 Rheinheimera 
Rheinheimera. 


oleophil e; 


tiaceae; 


tiaceae; 


219878399 


ref 


NR_025585.1 
55 Aeromonas simiae Bacteria; 


NR_025578.1 
24 Thermomonas brevis Bacteria; 


NR_025577.1 
71 Thermomonas fusca Bacteria; 


NR_025575.1 
NR_025575.1 
NR_025574.1 
83 Grimontia hollisae Bacteria; 
NR_025569.1 
NR_025568.1 


88 Actinomyces nasicola Bacteria; 


NR_025566.1 
48 Enterobacter cowanii Bacteria; 


NR_025560.1 


NR_025552.1 


NR_025552.1 


NR_025550.1 
61 Pseudomonas cannabina Bacteria; 


NR_025549.1 


05 Pseudomonas tremae Bacteria; 


NR_025547.1 


NR_025547.1 


NR_025545.1 


NR_025544.1 


NR_025544.1 


NR_025543.1 


97 Thermoleophilum album Bacteria; 


NR_025541.1 


NR_025541.1 


NR_025538.1 
1712309 1713777 Flavobacterium 


n 


n 


i 


i 


r 
e 


e 


r 


7 


3 
u 


3 
u 


n 


n 


e 


e 


a 


8 


s 


8 


s 


[e) 


Aeromonas simiae 


Thermomonas brevis 


as. 
Thermomonas fusca 


as. 
Vibrio fortis strain 
a; Proteobacteria; 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Actinomyces nasicola 


ae; Actinomyces. 
Enterobacter cowanii 


obacter. 
Vulcanithermus 

6 Vulcanithermus 

Vulcanithermus. 
Cellvibrio 

5 Cellvibrio 

domonadaceae; 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Pseudomonas cannabina 


as. 
Pseudomonas tremae 


as. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Halobacillus 
cillus karajensis 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Thermoleophilum album 


philum. 
Rheinheimera baltica 


baltica Bacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Flavobacterium 


gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 


692312 Bacteria_16S 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellace 


strain NF11 16S r 
Proteobacteria; G 


692312 Bacteria_16S 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellace 


strain NF23 16S r 
Proteobacteria; G 


692312 Bacteria_16S 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


strain RB-8 16S r 
Proteobacteria; G 


692312 Bacteria_16S 
SM 11806 16S ribosomal RNA, partial sequence 
; Proteobacteria; Gammaproteobacteria; 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


692312 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


692312 Bacteria_16S 
34Alc 16S ribosomal RNA, partial sequence 17655 
acteria; Gammaproteobacteria; Chromatiales; 


halodurans strain 
Bacteria; Proteob 


692312 Bacteria_16S 


strain LMG 20362 


Proteobacteria; G 


692312 Bacteria_16S 


strain LMG 20362 


Proteobacteria; G 


692312 Bacteria_16S 


strain : LMG 2096 
Proteobacteria; G 


692312 Bacteria_16S 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


R-3712 16S riboso: 
Gammaproteobacter 


692312 Bacteria_16S 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


R-3712 16S riboso: 
Gammaproteobacter 


692312 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 


LMG 
Proteobacteria; 


19999 16S rib 
G 


692312 Bacteria_16S 
osomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; 
692312 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


LMG 
Proteobacteria; 


19999 16S rib 
G 


Gammaproteobacter 


692312 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


Gammaproteobacter 


692312 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


692312 Bacteria_1 


strain LMG 20546 
Proteobacteria; G 
strain LMG 20536 


Proteobacteria; G 


692312 Bacteria_1 


strain LMG 20536 


Proteobacteria; G 


692312 Bacteria_16S 
- flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 
Micrococcineae; Microbacteriaceae; 


flaccumfaciens pv 


Actinomycetales; 


692312 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 


LMG 
Proteobacteria; 


19981 16S rib 
G 


692312 Bacteria_16S 


strain P 297/02 1 


1722264 1722300 3 


1723805 1723841 3 


1737513 1737533 98 


1742028 1742064 3 


m 
1755776 1755812 3 


1766395 1766430 78 


1776798 1776834 3 


1776892 1776912 98 


1784343 1784379 3 


1791906 1791942 3 


1792000 1792020 98 


1793380 1793416 3 


1793474 1793494 98 


1794935 1794971 3 


1795029 1795049 98 


1796420 1796456 3 


6S 


1796514 1796534 98 


6S 


1797974 1798010 3 


6S 1798068 1798088 98 


1811852 1811887 78 


1814952 1814972 98 


1819528 1819563 78 


1821062 1821097 78 


39 


39 


118 


39 


39 


6S ribosomal RNA, partial sequence 1755010 17565 
ammaproteobacteria; Oceanospirillales; 


114 


39 


16S ribosomal RNA, partial sequence 1776030 17774 
ammaproteobacteria; Vibrionales; Vibrionaceae; 


118 


16S ribosomal RNA, partial sequence 1776030 17774 
ammaproteobacteria; Vibrionales; Vibrionaceae; 


39 


9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


39 


118 


39 


118 


39 


1794167 1795601 Vibri 


118 


1794167 1795601 Vibri 


39 


16S ribosomal RNA, partial sequence 1795652 17971 
ammaproteobacteria; Vibrionales; Vibrionaceae; 


118 


16S ribosomal RNA, partial sequence 1795652 17971 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
692312 Bacteria_1 


39 


16S ribosomal RNA, partial sequence 1797206 17986 
ammaproteobacteria; Vibrionales; Vibrionaceae; 


118 


16S ribosomal RNA, partial sequence 1797206 17986 
ammaproteobacteria; Vibrionales; Vibrionaceae; 


114 


1791138 1792572 Vibri 


1791138 1792572 Vibri 


Vibrionaceae; 


Vibrionaceae; 


gi| 219878393 
1721510 17230 


gi|219878392 
1723051 17245 


gi| 219878383 
1736673 17381 
Oleispira 
gi| 219878379 
Aeromonad 


gi| 219878369 
Halomonad 
gi| 219878360 
Ecto 
gi| 219878352 
Vv 
gi|219878352 
Vv 
219878347 
17835 
Halomonad 
219878341 


gi 


gi 


gi|219878341 


gi|219878340 
1792623 17941 
Vv 
gi|219878340 
1792623 17941 
Vv 


gi| 219878339 


gi| 219878339 


gi| 219878338 
V 
gi|219878338 
Vv 
gi|219878337 
Vv 
gi|219878337 
Vv 


gi|219878328 


o xuii Bacteria; 


o xuii Bacteria; 


ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025522.1 


Psychrobacter luti 
luti Bacteria; 
Ts 

Psychrobacter 
fozii Bacteria; 
ae 


Oleispira antarctica 


fozii. 


09 Oleispira antarctica Bacteria; 


ref|NR_025518.1 
1741287 174278 
ales; Succinivib 


ref|NR_025508.1 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


aceae; 
ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025491.1 


Halomonas. 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


ibrio. 
ref|NR_025491.1 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


ibrio. 
ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025480.1 
o chagasii Bacte 


ref|NR_025480.1 
o chagasii Bacte 


ref|NR_025479.1 


Halomonas muralis 
nas muralis Bacteria; 
Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


ibrio. 
ref|NR_025479.1 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


ibrio. 
ref|NR_025478.1 
ref 


NR_025478.1 


ref |NR_025477.1 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


ibrio. 
ref|NR_025477.1 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


ibrio. 
ref|NR_025476.1 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


ibrio. 
ref|NR_025476.1 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


ibrio. 
ref|NR_025467.1 
partial sequ 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


118 


114 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
692312 Bacteria_16S 


114 


Curtobacterium. 


gi|219878326 
1814099 18155 


gi|219878323 


219878322 


ref|NR_025465.1 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


aceae; Fulvimona 
ref |NR_025462.1 
91 Plantibacter 
; Microbacteriac 
ref|NR_025461.1 


gi 


herbarum strain P 420/07 16S ribosomal RNA, partial sequence 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Curtobacterium. 


Ss. 
Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 


1820242 182172 


4 Curtobacterium 


692312 Bacteria_16S 1825651 1825687 3 39 gi 
marincola strain KMM 277 16S ribosomal RNA, partial seq 
marincola Bacteria; Proteobacteria; Gammaproteobacteria 
692312 Bacteria_16S 1827129 1827165 3 39 gi 
submarinus strain KMM 225 16S ribosomal RNA, partial se 
submarinus Bacteria; Proteobacteria; Gammaproteobacteri 
692312 Bacteria_16S 1834718 1834753 78 114 gi 
molinativorax strain ON4 16S ribosomal RNA, partial seq 
molinativorax Bacteria; Actinobacteria; Actinobacterida 
Microbacteriaceae; Gulosibacter. 

692312 Bacteria_16S 1836238 1836258 98 118 
denitrificans strain Chol-1S 16S ribosomal RNA, 

denitrificans Bacteria; Proteobacteria; 
Sterolibacterium. 
692312 Bacteria_16S 1846976 1847012 3 39 gi 
livingstonensis strain NF22 16S ribosomal RNA, partial 

livingstonensis Bacteria; Proteobacteria; Gammaproteoba 
Shewanella. 
692312 Bacteria_16S 1850152 1850172 98 118 gi 
haemolytica strain A50-7-3 16S ribosomal RNA, partial s 
haemolytica Bacteria; Proteobacteria; Gammaproteobacter 
Thermomonas. 
692312 Bacteria_16S 
israelensis strai 


219878319 
uence 
; Pseudomo 
219878318 
quence 
a; Pseud 
219878312 
uence 
e; Actin 


219878311 
e sequence 
ria; Rhodo 


gi 
complet 
Betaproteobacte 


219878304 
sequence 
cteria; Al 


219878302 
equence 
ia; Xantho: 


v 


219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


1863546 1863582 3 39 gi 
n Bal 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
692312 Bacteria_16S 1865128 1865164 3 39 gi 
canadensis strain ATCC 43984 16S ribosomal RNA, partial 
canadensis Bacteria; Proteobacteria; Gammaproteobacteri 
Chromohalobacter. 
692312 Bacteria_16S 1868194 1868230 3 39 gi 
asaccharovorans strain TE2 16S ribosomal RNA, partial s 
asaccharovorans Bacteria; Proteobacteria; Alphaproteoba 
Chelatococcus. 
692312 Bacteria_16S 1868287 1868307 98 118 gi 
asaccharovorans strain TE2 16S ribosomal RNA, partial s 
asaccharovorans Bacteria; Proteobacteria; Alphaproteoba 
Chelatococcus. 
692312 Bacteria_16S 


219878289 
equence 
cteria; Rh 
219878289 
equence 
cteria; Rh 
1872769 1872805 3 39 gi| 219878286 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 18734 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
692312 Bacteria_16S 1872863 1872883 98 118 gi| 219878286 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 18734 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
692312 Bacteria_16S 1888215 1888251 3 39 gi| 219878273 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; 
692312 Bacteria_16S 1888309 1888329 98 118 gi| 219878273 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; 
692312 Bacteria_16S 1889794 1889814 98 118 gi| 219878272 
chacoense strain PR5 16S ribosomal RNA, partial sequence 18889 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
692312 Bacteria_16S 1894445 1894465 98 118 gi| 219878268 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfo 
Desulfomicrobium. 
692312 Bacteria_16S 
strain DSM 11334 
Proteobacteria; B 
692312 Bacteria_16S 
strain LMG 1945, 


1897573 1897593 98 118 gi| 219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
etaproteobacteria; Burkholderiales; Alcaligenace 
1899116 1899136 98 118 gi| 219878264 
R8846 16S ribosomal RNA, partial sequence 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
692312 Bacteria_16S 1906120 1906156 3 39 gi| 219878259 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 

aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacte 
692312 Bacteria_16S 1913589 1913625 3 39 gi| 219878253 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 19128 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
692312 Bacteria_16S 1913683 1913703 98 118 gi| 219878253 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 


omonad 


omycet 


Pseudomonad 


Pseudomonad 


ref|NR_025458.1 
1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
ales; Moraxe 
ref|NR_025451.1 

1833888 183531 
ales; Microc 


ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref|NR_025443.1 
1846218 184771 
teromonadales; S 


ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025430.1 

1864353 186588 
pirillales; Halo 


ref |NR_025428.1 
1867493 186885 
izobiales; Beije 


ref |NR_025428.1 
1867493 186885 
izobiales; Beije 


ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025407.1 

1893578 189509 
vibrionales; Des 


ref|NR_025404.1 
ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref |NR_025398.1 

1905456 190681 
riales; Flexibac 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025392.1 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Gulosibacter 

7 Gulosibacter 

occineae; 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Acinetobacter parvus 
parvus Bacteria; 
vs 
Acinetobacter parvus 
parvus Bacteria; 
r. 
Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 


Acinetobacter ursingii 


1912872 1914310 Acinetobacter ursingii 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


692312 Bacteria_16S 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


joostei Bacteria; 
692312 Bacteria_16S 


scophthalmum strain LMG 13028 16S ribosomal RNA, partial 
Flavobacteria; 


scophthalmum Bacteria; 
Chryseobacterium. 
692312 Bacteria_16S 


mannitolilytica strain LMG6866 16S ribosomal RNA, partial 
mannitolilytica Bacteria; 


Ralstonia. 
692312 Bacteria_16S 
strain DSM 12838 
Proteobacteria; 

692312 Bacteria_16S 
strain CHO01A 16S 
Proteobacteria; 
692312 Bacteria_16S 
strain Se-1111R 1 
Proteobacteria; 
692312 Bacteria_16S 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequen 
denitrificans Bacteria; 


Thiobacillus. 
692312 Bacteria_16S 
subsp. 
subsp. 
Alcaligenes. 
692312 Bacteria_16S 


1919832 1919868 3 


1921340 1921376 3 
Bacteroidetes; 
1922945 1922965 98 

Proteobacteria; 


1933668 1933688 98 


1935156 1935176 98 


1947364 1947384 98 


1964096 1964116 98 

Proteobacteria; 
1965613 1965633 98 
Proteobacteria; 


1967008 1967044 3 


Flavobacteria; 


39 


39 


118 


Betaproteobacteria; 


118 


16S ribosomal RNA, partial sequence 1932811 19342 
Deltaproteobacteria; Desulfovibrionales; 


118 


ribosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterales; 


118 


6S ribosomal RNA, partial sequence 1946525 19480 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


118 


Betaproteobacteria; 


118 


parafaecalis strain G 16S ribosomal RNA, partial 


parafaecalis Bacteria; Betaproteobacteria; 


39 


strain BM5 16S ribosomal RNA, partial sequence 


Proteobacteria; 
692312 Bacteria_16S 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 
692312 Bacteria_16S 
phenolica strain 
Bacteria; 
692312 Bacteria_16S 
phenolica strain 
Bacteria; 
692312 Bacteria_16S 


macestii strain M-9 16S ribosomal RNA, partial sequence 


Bacteria; 
692312 Bacteria_16S 
strain DSM 5000 1 
Proteobacteria; 
692312 Bacteria_16S 
strain $3/2-161 1 
Proteobacteria; 
692312 Bacteria_16S 
strain $1/1-984 1 
Proteobacteria; 
692312 Bacteria_16S 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
692312 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
692312 Bacteria_16S 


jannaschiana strain ATCC 33883 16S ribosomal RNA, partial 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; 


692312 Bacteria_16S 
strain LMG 317541 
Proteobacteria; 
692312 Bacteria_16S 
strain DSM 169 16 
Proteobacteria; 
692312 Bacteria_16S 


1971414 1971434 98 


1975994 1976030 3 


1976089 1976109 98 


1977641 1977661 98 


1988508 1988544 3 


2005461 2005497 3 


200700 


7 2007043 3 


2008551 2008587 3 
Proteobacteria; 


2010110 2010146 3 


2013220 2013255 78 


2026539 2026575 3 


2029517 2029553 3 


2041784 2041804 98 


Gammaproteobacteria; Chromatiales; Chromatiaceae; 


118 


39 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


118 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


118 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


39 


6S ribosomal RNA, partial sequence 1987760 19892 
Gammaproteobacteria; Enterobacteriales; 


39 


6S ribosomal RNA, partial sequence 2004699 20 
Gammaproteobacteria; Enterobacteriales; 


39 


6S ribosomal RNA, partial sequence 2006247 20 
Gammaproteobacteria; Enterobacteriales; 


39 


Gammaproteobacteria; 


39 


6S ribosomal RNA, partial sequence 2009346 20 
Gammaproteobacteria; Enterobacteriales; 


114 


39 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aeromonadacea 


39 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


118 


Flavobacteriales; 


gi|219878248 


219878247 
sequence 


gi 


Flavobacteriales; 


219878246 
sequenc 


gi 


gi|219878239 


gi|219878238 
1934336 19357 


gi|219878230 


gi| 219878219 
Hydro 


219878218 
sequence 


gi 


gi|219878217 
1966261 19677 


gi|219878214 
Burkhol 


219878211 
19752 


gi 


219878211 
19752 


gi 


219878210 
19767 


gi 


gi|219878203 
Enterobac 
219878192 
061 
Enterobac 
219878191 
077 
Enterobac 
219878190 
sequence 
Entero 


gi 


gi 


gi 


219878189 
108 
Enterobac 
219878187 
sequenc 
Rhodo 
219878178 
20257 


gi 


gi 


gi 


219878176 
301 


gi 
2028754 20 


Burkholderiales; 


Campy lobacteraceae; 


ref |NR_025387.1 
1919085 192055 


ref|NR_025386.1 
1920604 192206 


ref|NR_025385.1 
e 1922112 192356 


ref |NR_025378.1 
Des 
ref|NR_025377.1 
49 Campylobacter 
ref|NR_025369.1 
Bordetella. 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; 


ref|NR_025357.1 

1964797 196621 
Burkholderiales 
ref|NR_025356.1 
Thiocapsa. 
ref |NR_025353.1 


1970584 197204 
deriales; Oxalob 


ref |NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025342.1 


teriaceae; 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 
2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref|NR_025315.1 


Chromatium. 


gi|219878167 


broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Pseudoxanthomonas. 


Chryseobacterium 
3 Chryseobacterium 


Flavobacteriaceae; Chryseobacterium. 


Chryseobacterium 
1 Chryseobacterium 


Flavobacteriaceae; 


Ralstonia 
0 Ralstonia 


Burkholderiaceae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 


ulfomicrobium. 
Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Thiobacillus 
6 Thiobacillus 


Hydrogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 

Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Aeromonas popoffii 

nas popoffii Bacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


ref|NR_025306.1 
2040918 204243 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


692312 Bacteria_16S 
nitritireducens s 
nitritireducens B 


Stenotrophomonas. 


692312 Bacteria_16S 
strain B1953/27.1 
G 
692312 Bacteria_16S 
roseopersicina st 
roseopersicina Ba 
692312 Bacteria_16S 


Proteobacteria; 


strain NN0O15860 1 
Bacteroidetes; 


strain NNO15840 1 


Bacteroidetes; 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


Thermomonas. 


692312 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


692312 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


692312 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


692312 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


692312 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


692312 Bacteria_16S 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


692312 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


692312 Bacteria_16S 


strain AU2944 16S 
Proteobacteria; B 


692312 Bacteria_16S 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


692312 Bacteria_16S 


salipaludis strai 
Bacteria; Proteob 


692312 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


strain Ps 9-14 16 
Proteobacteria; G 


Fl 
692312 Bacteria_16S 


Fl 
692312 Bacteria_16S 
defragrans strain 
Proteob 
692312 Bacteria_16S 
strain T9 16S rib 
G 
692312 Bacteria_16S 
strain 63 16S rib 
G 
692312 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


teria; 
692312 Bacteria_16S 


2043342 2043362 98 118 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2044918 2044938 98 118 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2061788 2061824 3 39 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2063213 2063249 3 39 gi 


1 


Flavoba 
gi 


avobacteria; Flavobacteriales; 


2064736 2064772 3 39 
avobacteria; Flavobacteriales; Flavoba 
2074071 2074091 98 118 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2086267 2086303 3 39 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2092266 2092302 3 39 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2093912 2093932 98 118 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


en 
ri 


he 


se 
te 


2098352 2098388 3 39 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


ue 
ri 


2098445 2098465 98 118 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


ue 
a: 


2103013 2103049 3 
6N 16S 
acteria 


39 gi 
ribosomal RNA, partial sequenc 
; Deltaproteobacteria; Desulfov 
2107484 2107520 3 39 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


e 
ib 


et 
er 


2109018 2109054 3 
bosomal 


39 
RNA, partial sequence 
ridia; Clostridiales; 
2116651 2116687 3 
DSM 681 
a; Prot 


gi 
Clostridiaceae; Cl 
39 gi 
0 16S ribosomal RNA, partial sequ 
eobacteria; Gammaproteobacteria; 


2121185 2121221 3 39 gi 
Enterobacteriac 

118 gi 
mal RNA, partial sequence 
eobacteria; Burkholderiales; Bu 
2127297 2127333 3 39 gi 
rain ALEN 1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


ia; Enterobacteriales; 
2122801 2122821 98 
riboso 


etaprot 


ea 


rk 


s 
te 


2137824 2137860 3 
n SM-1 
acteria 


39 gi 
16S ribosomal RNA, partial sequ 
; Gammaproteobacteria; Alteromo 
2142311 2142347 3 39 gi 
ain D30 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; F 
2143816 2143852 3 39 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


en 
na 


ue 
la 


se 


an 


te 


6S ribosomal RNA, partial sequence 2062466 20 
ct 


6S ribosomal RNA, partial sequence 2063988 20 
ct 


219878166 
qu 
ct 


ence 
eria; 


219878165 
440 
nad 
219878149 
nce 
Chr 
219878148 
639 
eae 
219878147 
654 
eae 
219878141 
732 
Al 
219878132 
2085504 20 
Alcani 
219878128 
2091488 20 


20 
thomo 


seque 
ria; 


eriac 


eriac 


ce 20 
ales; 


87 
93 
wanel 


quenc 
ria; 


e 


219878123 


nce 


a; Rhiz 


219878123 


nce 


a; Rhiz 


219878118 


2102 


e seque 
ia; Pse 


219873437 
2108290 21097 


ostridi 


219857657 


ence 


219857654 
somal RNA, partial sequence 2120505 2121907 Cedec 


e; Cede 


219857653 
2121958 21233 


holderi 


219857650 


equence 
ria; Ch 


219857643 


ce 2137 
dales; 


219857640 


nce 


vobacter 
219857639 
2143068 21445 


udomona 


692312 Bacteria_16S 


2145321 2145357 3 39 gi 


219857638 


umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 


Xa 


vor 


lac 


219878126 


Xan 


rionales 
219878115 


Alteromo 


ref|NR_025305.1 
2042490 20440 
nthomonadales; 


ref |NR_025304.1 
53 2045572 Lutei 
aceae; Luteimon 
ref |NR_025288.1 
2061023 206241 
omatiales; Chro 
ref |NR_025287.1 
37 Cellulophaga 
; Cellulophaga. 
ref |NR_025286.1 
61 Cellulophaga 
; Cellulophaga. 
ref |NR_025280.1 
26 2074709 Caste 
caligenaceae; C 
ref|NR_025271.1 
0 
acac 
ref 


eae; Alcani 
NR_025267.1 
0 
eae; Shewanella 
ref|NR_025265.1 

2093069 209454 
thomonadales; X 


ref|NR_025262.1 

2097632 209908 
obiales; Phylloba 
ref |NR_025262.1 

2097632 209908 
obiales; Phylloba 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


2 


n 
Uu 


ref|NR_026099.2 


um. 
ref |NR_025246.1 
115900 211739 


nadales; Altero 


ND 


ref 
ead 
ea. 

ref 


NR_025243.1 
avisae Bacte 
c 
NR_025242.1 
; Ralstonia 
ref |NR_025239.1 

2126557 212798 
omatiales; Ectot 


aceae 


xr 


ref |NR_025232.1 
073 2138564 Microb 
Alteromonadaceae; 
ref |NR_025229.1 

2141553 214301 
iales; Flavobact 
ref |NR_025228.1 


daceae; Pseudomon 


0 
xX 


1 
a 


a 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 


monas mephitis Bacteria; 
a 


Ss. 
Lamprocystis 
5 Lamprocystis 


matiaceae; Lamprocystis. 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Vv 


orax. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Alkanindiges 

9 Alkanindiges 
axellaceae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Microbulbifer 
0 Microbulbifer 


monadaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 


ref|NR_025227.1 
2144573 214602 


Pseudomonas 
7 Pseudomonas 


umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


692312 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


692312 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


692312 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


692312 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


692312 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


692312 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


692312 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


692312 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


692312 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


692312 Bacteria_16S 


xinjiangense stra 
xinjiangense Bact 


692312 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


692312 Bacteria_16S 


strain K9951 16S 


Proteobacteria; G 


692312 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


692312 Bacteria_16S 
strain KMM 3447 16S ribosomal RNA, par 
Gammaproteob 


extremorientalis 
extremorientalis 
Pseudomonas. 


692312 Bacteria_16S 


strain 7d 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
692312 Bacteria_16S 


aminoxidans strai 
Bacteria; Proteob 


aminoxidans strai 
Bacteria; Proteob 


strain YIM 21741 


hongkongensis str 
hongkongensis Bac 


692312 Bacteria_16S 
n CFBP 5705 16S ribosomal RNA, partial 
Gammaproteobacter 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


692312 Bacteria_16S 
ain MLF1 16S ribosomal RNA, partial se 
Deltaproteobact 


thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 


2146826 2146862 3 
ribosomal RNA, partial 
ammaproteobacteria; 
2163411 2163447 3 
13 16S ribosomal 
Proteobacteria; 


rain AM 
cteria; 


2163504 2163524 98 
13 16S ribosomal 
Proteobacteria; 


rain AM 
cteria; 


2171124 2171160 3 
16S ribosomal 
ammaproteobacteria; 
2171218 2171238 98 
16S ribosomal 
ammaproteobacteria; 
2172675 2172711 3 
16S ribosomal 
ammaproteobacteria; 
2172769 2172789 98 
16S ribosomal 
ammaproteobacteria; 
2175664 2175700 3 
S ribos 
ammaproteobacteria; 
2180167 2180203 3 
AS 1.27 
a; Bacteroidetes; Flavo 
2181683 2181719 3 
in AS 1 
eria; Bacteroidetes; 
2184803 2184823 98 
n CB-22 
ria; Proteobacteria; 
2187884 2187904 98 
ribosomal RNA, partial 
ammapro 
2189315 2189351 3 


2219552 2219588 3 
Bacteria; Proteobacteri 


2221060 2221096 3 
osomal RNA, partial seq 


2222469 2222505 3 


2222563 2222583 98 


2228703 2228738 78 


2230249 2230269 98 


teria; Proteobacteria; 
2234708 2234744 3 


ria; Proteobacteria; 
2236360 2236380 98 


teria; Proteobacteria; 


692312 Bacteria_16S 


2256107 2256143 3 


39 
sequence 


Pseudomonadales; 


39 


RNA, partial s 
Deltaproteobac 


118 


RNA, partial s 
Deltaproteobac 


39 


RNA, partial sequence 
Pseudomonadales; 


118 


RNA, partial sequence 
Pseudomonadales; 


39 


RNA, partial sequence 
Pseudomonadales; 


118 


RNA, partial sequence 
Pseudomonadales; 


39 


omal RNA, partial sequence 
Pseudomonadales; 


39 


47 16S ribosomal RNA, partial s 


bacteria; 
39 


-2749 16S ribosomal RNA, partia 
Flavobacteria; 


118 


6 16S ribosomal RNA, partial se 
Gammaproteobacter 


118 
sequence 


teobacteria; Legionellales; Leg 


39 


6S ribosomal RNA, partial sequence 2188558 21900 
ammaproteobacteria; Alteromonadales; 


39 


a; 


39 
uence 


39 


n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
692312 Bacteria_16S 


118 


n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
692312 Bacteria_16S 


114 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
692312 Bacteria_16S 
ain HKU1 16S ribosomal RNA, partial se 
Betaproteobacte 


118 


39 


118 


39 


gi| 219857637 
2146078 21475 
Pseudomonad 
gi|219857626 
equence 
teria; Des 
219857626 
equence 
teria; 


gi 
Des 


219857621 
21703 
seudomonad 
219857621 
21703 
seudomonad 
219857620 
21719 
seudomonad 
219857620 
21719 
Pseudomonad 
gi| 219857616 
2174910 21764 
Moraxellace 
gi| 219857613 
equence 
bacteriale 
219857612 
1 sequence 
avobacteri 
219857609 
quence 
ia; Xantho 


gi 


P 
gi 
P 
gi 


P 
gi 


Flavo 
gi 


Ss; 


Fl 
gi 


’ 


gi|219857607 
2187032 21885 
ionellacea 
219857606 


e; 
gi 


hewanellac 
219857586 
tial seque 
acteria; P 


Ss 
gi 


gi|219857585 
2220358 22217 
obacterace 
219857584 
nce 22217 
les; Xanth 
219857584 
nce 22217 
les; Xanth 
219857580 


gi 


gi 
92 


gi 


ococcineae; 


219857579 
quence 

ria; Neiss 
219857576 
sequence 
ia; Pseudo: 


gi 


gi 


’ 


219857575 
quence 
eria; 


gi 


Desu 


gi|219857562 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 


ref 
31 Pseudomonas jinjuensis Bacteria; 
acea 
ref 


ulfo 
ref 
ulfo 


ref 
56 2171849 Ce 
acea 
ref 
56 2171849 Cellv 
acea 
ref 
00 2173400 Cellv 
acea 
ref 
00 2173400 Cellv 
acea 
ref 
03 Psychrobacter 
ae; 
ref 


ref 


ales 
ref 


mona 


ref 
07 Legionella busanensis Bacteria; 


ref 
57 Shewanella fidelis Bacteria; 
eae; 
ref 
nce 
seud 


ref 
41 Xanthobacter 
ae; 
ref 
92 2223169 X 
obac 
ref 


obac 
ref 
53 Agromyces aurantiacus Bacteria; 
Mi 
ref 


eria 
ref 


mona 
ref 
lfov 


ref 


NR_025226.1 


e; Pseudomon 
NR_025215.1 
162629 216416 


vibrionales; 


2 


NR_025215.1 
162629 216416 
vibrionales; 


2 


NR_025210.1 
llvi 
e; Cellvibri 
NR_025210.1 
z 
e; Cellvibri 
NR_025209.1 
i 
e; Cellvibri 
NR_025209.1 
i 
e; Cellvibri 
NR_025205.1 


Psychrobacte 
NR_025202.1 
179421 218088 
Flavobacteria 
NR_025201.1 
180937 218240 
; Flavobacte 
NR_025198.1 
183928 218546 
dales; Xanth 


is} 


is} 


2 


NR_025196.1 
Legionella. 
NR_025195.1 


Shewanella 
NR_025174.1 
221879 
omonadales; 


NR_025173.1 


Xanthobacte 
NR_025172.1 
antho 
teraceae; Xa 
NR_025172.1 
2223169 Xantho 
teraceae; Xa 
NR_025168.1 


crobacteriac 
NR_025167.1 
2229404 223086 
les; Neisser 


dales; 
NR_025163.1 


2235498 223697 
ibrionales; 


Pseudomonas jinjuensis 


as. 
Desulfovibrio 

3 Desulfovibrio 
Desulfovibrionaceae; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
O°. 

Psychrobacter jeotgali 
jeotgali Bacteria; 
r. 

Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 

Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 

Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Legionella busanensis 


Shewanella fidelis 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Xanthobacter viscosus 


viscosus Bacteria; 
say 


Xanthobacter 

bacter aminoxidans 
nthobacter. 
Xanthobacter 

bacter aminoxidans 
nthobacter. 

Agromyces aurantiacus 


eae; Agromyces. 
Laribacter 

2 Laribacter 
iaceae; Laribacter. 
Pseudomonas 

7 Pseudomonas 
omonadaceae; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


NR_025150.1 
2255320 225677 


Desulfobulbus 
6 Desulfobulbus 


mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfobulbus. 
692312 Bacteria_16S 


2256202 2256222 98 


118 


gi|219857562 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 


mediterraneus Bacteria; 


Desulfobulbus. 
692312 Bacteria_16S 
strain ICPB 3636 


Proteobacteria; 


2265486 2265506 98 


Deltaproteobacteria; 


118 


gi|219857556 


16S ribosomal RNA, partial sequence 2264632 22660 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


692312 Bacteria_16S 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
692312 Bacteria_16S 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 
692312 Bacteria_16S 
strain DSM 11853 


692312 Bacteria_16S 


campinensis strain WS2 16S ribosomal RNA, partial sequence 


Bacteria; 
692312 Bacteria_16S 
buryatense strain 
Bacteria; 
692312 Bacteria_16S 


2271546 2271582 3 


2273018 2273054 3 
Proteobacteria; 


2274670 2274690 98 


2276204 2276224 98 


2277664 2277700 3 


2286809 2286844 78 


39 


39 


118 


118 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


39 


5B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


114 


gi|219857552 


219857551 


gi 


gi|219857550 


16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


219857549 
22753 


gi 


gi|219857548 


22768 


gi|219857541 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 


thiocyanoxidans Bacteria; 


Thioalkalivibrio. 
692312 Bacteria_16S 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
692312 Bacteria_16S 
strain ACEM 9 16S 


Proteobacteria; 
2291214 2291250 3 
Proteobacteria; 


2294277 2294313 3 


Gammaproteobacteria; 


39 


Gammaproteobacteria; 


39 


ribosomal RNA, partial sequence 


219857538 
sequence 


gi 


gi|219857535 
2293525 22949 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


692312 Bacteria_16S 
strain L2-TR 16S 


2298722 2298758 3 


39 


ribosomal RNA, partial sequence 


gi|219857531 
2297982 22993 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


692312 Bacteria_16S 
lutaoensis strain 
Bacteria; 
692312 Bacteria_16S 


2303182 2303218 3 


2307924 2307944 98 


39 


118 


strain K24 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


692312 Bacteria_16S 


2318458 2318478 98 


118 


gi| 219857528 


T5054 16S ribosomal RNA, partial sequence 23024 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi| 219857524 
2307079 23085 


gi| 219857517 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 


Bacteria; 
692312 Bacteria_16S 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
acidaminiphila Bacteria; 


Stenotrophomonas. 
692312 Bacteria_16S 


strain CFML 97-391 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


692312 Bacteria_16S 


strain CFML 97-514 16S ribosomal RNA, partial sequence 


Bacteria; 
692312 Bacteria_16S 
strain IPT10 16S 


2320050 2320070 98 
Proteobacteria; 


2321508 2321544 3 


2323060 2323096 3 


2330560 2330580 98 


118 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi|219857516 


Gammaproteobacteria; Xan 


39 


39 


118 


ribosomal RNA, partial sequence 


219857515 
23207 


gi 


219857514 
23223 


gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


gi|219857509 
2329695 23312 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


692312 Bacteria_16S 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
692312 Bacteria_16S 


2333538 2333574 3 


2350027 2350063 3 


39 


39 


219857507 
sequenc 


gi 


gi|219857494 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 23493 


Bacteria; 
692312 Bacteria_16S 


2350101 2350136 78 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


114 


Hypho: 
219857494 


gi 


Desulfobacterales; 


sequence 
Gammaproteobacteria; Alteromonadales; 


Chromatiales; 


Alteromonadales; 


Alteromonadaceae 


Actinomycetales; 


ref|NR_025144.1 


Simonsiella. 
ref|NR_025140.1 


ref|NR_025138.1 


ref|NR_025123.1 


Shewanella. 
NR_025119.1 


eae; 
ref 


eae; Idiomarina. 
ref|NR_025116.1 
04 2303932 Marino 

, 


ref|NR_025112.1 
60 Pigmentiphaga 
Pigmentiphag 
ref|NR_025105.1 
82 2319121 Pseudo 


thomonadales; Xa 


ref|NR_025103.1 
64 2322265 Pseudo 
Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025095.1 
e 2332775 233429 
Strept 


ref |NR_025082.1 


microbiaceae; Hy 
ref |NR_025082.1 


Desulfobulbaceae; 


Desulfobulbus 
6 Desulfobulbus 


Desulfobacterales; Desulfobulbaceae; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Pseudoalteromonas 


KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 
Cupriavidus. 


ref|NR_025137.1| Cupriavidus 
59 2276842 Cupriavidus campinensis 
Burkholderiaceae; Cupriavidus. 
ref|NR_025136.1| Methylomicrobium 
93 2278392 Methylomicrobium buryatense 
Methylomicrobium. 
ref|NR_025129.1| Thioalkalivibrio 


3 Thioalkalivibrio 


Ectothiorhodospiraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Pigmentiphaga kullae 
kullae Bacteria; 

a. 

Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Burkholderia sacchari 


sacchari Bacteria; 


ia. 

Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Hyphomicrobium 


35 2350745 Hyphomicrobium sulfonivorans 


phomicrobium. 
Hyphomicrobium 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 


692312 Bacteria_16S 2354667 2354710 70 114 gi 
limimaris strain DCB-M 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
692312 Bacteria_16S 2356260 2356280 98 118 gi 
dechloracetivorans strain SF3 16S ribosomal RNA, partia 
dechloracetivorans Bacteria; Proteobacteria; Deltaprote 
Desulfovibrionaceae; Desulfovibrio. 
692312 Bacteria_16S 2385093 2385113 98 118 gi| 219857470 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 23857 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
692312 Bacteria_16S 2386617 2386637 98 118 gi| 219857469 
caledonica strain LMG 19076 16S ribosomal RNA, partial sequence 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkhold 
692312 Bacteria_16S 2391099 2391135 3 39 gi|219857466 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 23918 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
692312 Bacteria_16S 2392655 2392691 3 39 gi| 219857465 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobact 
692312 Bacteria_16S 2400149 2400185 3 39 gi| 219857460 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; 
Hyphomicrobium. 


692312 Bacteria_16S 2401662 2401698 3 39 gi 
kunsanensis strain HA-9T 16S ribosomal RNA, partial seq 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsaceae; Nocardiopsis. 

692312 Bacteria_16S 2407824 2407860 3 39 gi| 219857455 
strain LMG11607 16S ribosomal RNA, partial sequence 2407067 24085 


219857491 
nce 23538 
obacterale 
219857490 
1 sequence 
obacteria; 


R 


219857459 
uence 
Actinomyc 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
692312 Bacteria_16S 2414024 2414060 3 39 gi| 219857451 
strain AML-C10 16S ribosomal RNA, partial sequence 2413261 24147 


Proteobacteria; Gammaproteobacteria; Methylococcales; M 
692312 Bacteria_16S 2423297 2423333 3 39 gi 
sublithincola strain QSSC9-3 16S ribosomal RNA, partial 
sublithincola Bacteria; Bacteroidetes; Flavobacteria; Flavobacter 
692312 Bacteria_16S 2427730 2427766 3 39 gi| 219857439 
strain GB6 16S ribosomal RNA, partial sequence 2427049 24283 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 
692312 Bacteria_16S 2433714 2433750 3 39 gi| 219857432 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 24329 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
692312 Bacteria_16S 2436816 2436836 98 118 gi| 219857430 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 24374 


ethylococc 
219857443 
sequence 


ref|NR_025079.1 
08 2355330 Desul 
s; Syntrophacea 
ref|NR_025078.1 

2355381 235691 
Desulfovibrion 


ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholde 
ref|NR_025057.1 

2385781 238725 
eriales; Burkho 
ref|NR_025054.1 


aceae; Halomona 
ref|NR_025053.1 

2391886 239336 
eriales; Flavob 
ref |NR_025048.1 
2399427 240087 
hizobiales; Hyp 


ref|NR_025047.1 
2400924 240237 
etales; Streptos 


ref |NR_025043.1 


; Ri 
ref 


emerella. 
NR_025039.1 


aceae; Methylosa 
ref|NR_025031.1 

2422553 242399 
iales; Flavobact 
ref|NR_025027.1 


e; Oceanimonas. 
ref|NR_025020.1 
48 2434422 Flavob 
cteriaceae; Fla 
ref|NR_025018.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidu 
692312 Bacteria_16S 2439764 2439800 3 39 gi|219857428|ref|NR_025016.1 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 244052 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Met 
Methylobacter. 

692312 Bacteria_16S 2441400 2441435 78 114 gi|219857426|ref|NR_025014.1 
paradoxus strain ARh1l 16S ribosomal RNA, partial sequence 2440572 2442029 Thioal 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospirace 
692312 Bacteria_16S 2442821 2442857 3 39 gi|219857424|ref|NR_025012.1 


strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 


£. 
e 


a 


1 


a 


h 


Vi 


Desulfomonile 
omonile limimaris 
; Desulfomonile. 

Desulfovibrio 
7 Desulfovibrio 
les; 


Burkholderia fungorum 


fungorum Bacteria; 
xr 


es 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Riemerella columbina 


26 Riemerella columbina Bacteria; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Flavobacterium 
acterium frigidarium 
obacterium. 

Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Methylobacter 

1 Methylobacter 

hylococcaceae; 


Thioalkalivibrio 

kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Shewanella japonica 


41 Shewanella japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

692312 Bacteria_16S 2445901 2445937 3 39 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

692312 Bacteria_16S 2445995 2446015 98 118 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

692312 Bacteria_16S 2447407 2447443 3 39 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

692312 Bacteria_16S 2456540 2456576 3 39 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 2455783 2457213 Aeromonas 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonadaceae; Aeromonas. 

692312 Bacteria_16S 2463976 2464012 3 39 gi|219857407|ref|NR_024995.1] Clostridium 


putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 


2463226 246471 


2 Clostridium 


putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


692312 Bacteria_16S 
aerophilum strain 
Proteob 
692312 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
Proteob 
692312 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial 
Proteob 
692312 Bacteria_16S 


Bacteria; 


Bacteria; 


Bacteria; 


strain LYP 16S ri 
Proteobacteria; D 


692312 Bacteria_16S 


strain 2074-AUS-E 


Proteobacteria; Gammaproteobacteria; Legionellales; Leg 
692312 Bacteria_16S 


strain 2074-AUS-E 


Proteobacteria; Gammaproteobacteria; Legionellales; Leg 
692312 Bacteria_16S 


beliardensis stra 
beliardensis Bact 


692312 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


692312 Bacteria_16S 


brassicacearum st 


brassicacearum Ba 


Pseudomonas. 


692312 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


692312 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


692312 Bacteria_16S 


hyointestinalis s 


Campylobacterales 


692312 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


692312 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


692312 Bacteria_16S 


strain VP-5 16S r 


strain MHS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
692312 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


692312 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


692312 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


692312 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


692312 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


692312 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


692312 Bacteria_16S 


Campylobacter hyointestinalis subsp. 


2468793 2468813 98 118 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2470255 2470290 78 114 gi 


acteria; Gammaproteobacteria; Chromati 
2471760 2471795 78 114 gi 
sequence 
acteria; Gammaproteobacteria; Chromati 
2473283 2473303 98 118 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2501678 2501714 3 39 gi 
16S ribosomal RNA, partial sequence 


Ss; 


2501773 2501793 98 118 gi 
16S ribosomal RNA, partial sequence 


2503279 2503299 98 118 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2521433 2521469 3 39 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2522913 2522949 3 39 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2524442 2524478 3 39 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2524537 2524557 98 118 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2526019 2526039 98 118 gi 
lawsonii strain CHY5 16S ribosomal 


gi 


ubsp. 


; Campylobacteraceae; 


2528985 2529021 3 


Campylobacter. 
39 gi 


ammaproteobacteria; Pseudomonadales; P 
2532111 2532131 98 118 gi 


se 


etaproteobacteria; Burkholderiales; Bu 
2539382 2539417 78 114 gi 
ibosomal RNA, partial sequence 
yp 
2542117 2542152 78 114 
ribosomal RNA, partial sequence 


gi 


H 
2555739 2555775 3 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557305 2557341 3 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2561931 2561967 3 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2569516 2569552 3 39 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2569610 2569630 98 118 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2571064 2571100 3 39 gi 

16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


se 


se 


se 
di 


se 
di 


se 


219857404 
ce 
hales; 

219857403 
ce 
ales; 

219857402 


ales; 
219857401 
2472404 24737 


219857381 


io 
219857381 


io 

219857380 
ar 
os 

219857363 
se 
te 


219857362 
se 
te 


219857361 
2523668 25251 
D 
219857361 
2523668 25251 
D 
219857360 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 


219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
rk 
219857351 
2538597 25399 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
692312 Bacteria_16S 219857349 
2541332 25426 
yp 
219857340 


na 
219857339 
219857336 
219857288 


219857288 


219857287 


24679 
Pis 


24694 
Ecto 


24709 
Ecto 
Syntrop 


25009 
nellacea 


25009 
nellacea 


tial seq 
a; Legio 


quence 


ria; Pse 


quence 
ria; Pse 


esulfobu 


esulfobu 


RNA, pa 


udomonad 


holderia 


homonada 


homonada 


25549 
dales; P 


25565 
udomonad 


25611 
udomonad 


quence 
ales; Cl 
quence 
ales; Cl 
25702 
udomonad 


ref|NR_024992.1 
28 2469361 Thioal 
cirickettsiacea 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirac 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirac 
ref|NR_024989.1 


haceae; Smithell 
ref|NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref|NR_024968.1 
uence 250240 
nellales; Legion 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref|NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref|NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref|NR_024948.1 
rtial sequence 


ref|NR_024946.1 


acea 
ref 


e; Pseudomon 
NR_024944.1 
; Cupriavidu 
NR_024939.1 


ceae 
ref 
; Hyphomona 
NR_024937.1 


ceae 
ref 
ceae; Hyphomona 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomo 


H 


idiaceae 
NR_024919.1 
2568768 257024 
ostridiaceae; Cl 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 


2574294 2574314 98 118 gi 


219857285 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


ref |NR_024916.1 
2573428 257495 


e 


e 


e 


Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 

Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 

Smithella propionica 


’ 


74 Smithella propionica Bacteria; 


a. 
Legionella waltersii 
ella waltersii Bacteria; 


Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Desulfotalea arctica 


arctica Bacteria; 


talea. 
Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


s. 
Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Ss. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Ss. 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 
Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Clostridium 
8 Clostridium 
ostridium. 

Clostridium 
8 Clostridium 
ostridium. 
Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 
Desulfovibrio 
7 Desulfovibrio 


TTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTG 
CAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGC 
GTTGTTCGTGAAAACCGGGGGCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGC 
AGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAG 
AGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTC 
ATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCG 
TGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNTGGCTCAGAACGAACGCTGGCGGCGCGTCTTAACCATGCAAGTCGAGCGGCAGGCAGCAATGCCGAGAGCGGCGGACTGGTGAGTAACACGTGGATAACGT 
ACCCCGCTGACCGGGACAGCCTGTAGAAATAGAGGGTGATACCGGATAGATCACTGTTTGCGATAGGTAGACAGCGGGAAAGGAGCTTCGGCTCCGCAACGGGAT 
CGGTCTGCGGCCCATCAGCTGGACGGCGGGGTAACGGCCCGCCGTGGCGAGGACGGGTATCCGGCCTGAGAGGGCGGACGGACACATTGGGACTGAGATACGGCC 
CAGACTCCTACGGGAGGCAGCAGGTAAGAATATTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCCGGAAGGTTGTAAAGTTCTTT 
TCTGTCCGAGGAATAAGTGTTGGAGGAAATGCCGACATGGTGACGGTAGGGCAGGAATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTG 
CGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGCAGGCGGGTCGCCAAGCTTGGTAAGAAATACCGGGGCTCAACTCCGGAGCTATATTGAGAACTGGCGA 
GCTAGAGTTGCCGAAGGGTATCCGGAATTCCGTGTGAAGGGGTGAAATCTGTAGATATGCGGAAGAACACCGATGGCGAAGGCAGGATACCGGCGGACGACTGAC 
GCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTCAACGATGTACACTGGGCGTGTGCGCAAGAGCGTGCGTGCCGAAGC 
AAACGCGATAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGG 
TACGCGAGGAACCTTACCTGGGTTTGACATACACAGCGATCATATAGAGATATGTGAGCGTAGCAATACGGCTGTGAACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCGGTTACTAACAGGTAGCGCTGAGGACTCAGGCGGAACTGCCTGCGACAAGCAGG 
AGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGCCACAGAGCGAGGCGAAGCCGAGAGGCGGAGCAGA 
ACGCAGAAAAGCGGTCGTAGTCCGGATTGAAGTCTGAAACTCGACTTCATGAAGCTGGAATCGCTAGTAACCGCACATCAGCACGGCGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCATCCGAGCAGGGGGTACCCGAAGCCGGCAGTCCAACCGCAAGGGGGACGCTGTCGAAGGTACGCTTTGTGAGGGGGGT 
GAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGAACGAACGCTGGCGGCGCGTCTTAACCATGCAAGTC 
GAGCGGCAGGCAGCAATGCCGAGAGCGGCGGACTGGTGAGTAACACGTGGATAACGTACCCCGATGCCCGGGACAGCCTGTAGAAATAGAGGGTGATACCGGATA 
GATCACTGTATACGGAAGGTAGACAGCGGGAAAGGAGCTTCGGCTCCGCGCCGGGAACGGTCTGCGGCCCATCAGCTGGACGGCGGGGTAACGGCCCGCCGTGGC 
GAGGACGGGTATCCGGCCTGAGAGGGCGGACGGACACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGGTAAGAATATTCCGCAATGGGGGGA 
ACCCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCCGGAAGGTTGTAAAGTTCTTTTCTGTCCGAGGAATAAGTGTAGGAGGAAATGCCTGCATGGTGACGGTA 
GGACAGGAATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGCAGGCGGGTCG 
CCAAGCTTGGTAAGAAATACCGGGGCTCAACTCCGGAGCTATATTGAGAACTGGCGAGCTGGAGTTGCCGAAGGGTATCCGGAATTCCGCGTGAAGGGGTGAAAT 
CTGTAGATATGCGGAAGAACACCGATGGCGAAGGCAGGATACCGGCGGACGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCGCACAGTCAACGATGTACACTGGGCGTGTGCGCAAGAGCGTGCGTGCCGAAGCAAACGCGATAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGGTACGCGAGGAACCTTACCTGGGTTTGACATCAAGAGGGATCATATAGA 
GATATGTGAGCGTAGCAATACGGCTCTTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACT 
GCCGGTTACTAACAGGTAAAGCTGAGGACTCAGGCGGAACTGCCTGCGACAAGCAGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGGC 
TACACACGTGCTACAATGGCCGCCACAGAGCGAGGCGAAGCCGAGAGGCGGAGCAGAACGCAGAAAAGCGGTCGTAGTCCGGATTGAAGTCTGAAACTCGACTTC 
ATGAAGCTGGAATCGCTAGTAACCGCACATCAGCACGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGCAGGGGGTACCCGA 
AGCCGGCAGTCCAACCGCAAGGGGGACGCTGTCGAAGGTACGCTTTGTGANGGGGGTGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTGTTTGGAGCTTGCTCCAGACAGGTTAGCGGCGGACGGGTGAGTAAC 
ACGTAGGCAACCTGCCTCTCAGACCGGGATAACATAGGGAAACTTATGCTAATACCGGATAGGTTTTCGGATCGCATGATCCGAAAAGAAAAGGCGGCTTTTCGC 
TGTCACTGGGAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGGA 
TTGTAAAGTTCTGTTGTCAGGGACGAACAAGTACCGTTTGAACAAGGCGGTACCTTGACGGTACCTGACGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTATGTAAGTCTGGTGTTAAAGCCCGGGGCTCAACCCCGGTACGCA 
TCGGAAACTGTGTAGCTTGAGTGCAGAAGAGGAAAGCGGTATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTCT 
GGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTTTCAA 
TACCCTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGCTCTGGAGACAGAGCTTCCCTTCGGGGCAGCGGTGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCAGCATTCAGTTGGGCACTCTAGAGAGACTG 
CCGTCGACAAGACGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGGGACGCTACCTC 
GCGAGAGGATGCCAATCTCTGAAAACCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTTGCAACACCCGAAGTCGGTGAGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGG 
GTAGATGACTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGC 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTGCTTGCAGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCGCACTTCG 
GGATAAACCTGGGAAACTGGGTCTAATACCGGATACGACCCCCTGGTAGGTCAGGGGGTGGAAAGATTTTATCGGTGTGGGATGACTGCGGCCTATCAGCTTGTT 
GGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGACAGGGACGAAGCTTTTGTGAC 
GGTACCTGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGG 
TTTGTCGCGTCGTCTGTGAAATCCCGGGGCTTAACTTCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCC 
TGGTAGTCCATGCCGTAAACGGTGGNCGCTAGGTGTAGGGGACTTCCACGTCTTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACTAGAT 
CGCTGCAGAGATGTAGCTTCCCTTGTGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCTTATGTTGCCATCACGTGATGGTGGGCACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
CGAGGGCTTCACACATGCTACAATGGTCGGTACAGCGAGTTGCCACACCGTGAGGTGGAGCTAATCTCTCAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTA 
ACACCCGAAGCCAGTGGCCCAACCCGTAAGGGGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNCATGCAAGTCGAGCGGAAACGAGTTGTCTGAACCTTCGGGGAACGATAACGGCGTCGAGCGGCGGACGGGTGAGTAATGC 
CTGGGAAATTGCCCTGATGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAATGTCTACGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCTTCAGGA 
TATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGT 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTT 
TCAGTCGTGAGGAAGGCGTTGAAGTTAATAGCTTCATCGTTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGT 


692312 Bacteria_16S 


692312 Bacteria_16S 


strain CFML 96-198 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
ref 
2580986 2582507 Pseudomonas rhodesiae 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
ref 
2582558 2584074 Pseudomonas monteilii 


692312 Bacteria_16S 
strain CIP 104664 
Bacteria; 
692312 Bacteria_16S 
strain CIP 104883 
Bacteria; 
692312 Bacteria_16S 


strain CFML 96-170 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Bacteria; 
692312 Bacteria_16S 


mediterranea strain MMB1 16S ribosomal RNA, 
mediterranea MMB-1 Bacteria; 


692312 Bacteria_16S 
strain CIP 105273 


692312 Bacteria_16S 
strain CIP 105460 


16S ribosomal RNA, 


16S ribosomal RNA, 


2575884 2575904 98 


Proteobacteria; 


2580185 2580221 3 39 


2581751 2581787 3 39 


2583321 2583357 3 39 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
ref 
2584125 2585640 Pseudomonas orientalis 


2584890 2584926 3 39 


2586470 2586506 3 


Proteobacteria; 
2595728 2595764 3 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


2597294 2597330 3 


118 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial 


asinigenitalis Bacteria; Betaproteobacteria; 


complete sequence 


219857284 
sequence 


gi 
gi|219857281 
gi|219857280 
gi| 219857279 


gi| 219857278 


39 gi|219857277|ref|NR_024908.1 

complete sequence 2585691 258722 
Gammaproteobacteria; Oceanospirillal 

39 gi|219857271|ref|NR_024902.1 

Pseudomon 

39 gi|219857270|ref|NR_024901.1 


ref 


Burkholderiales; Alc 
ref 
2579420 2580935 Pseudo: 


Bacteria; 


692312 Bacteria_16S 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, part 
naphthovorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomo 


complete sequence 


2608070 2608106 3 39 gi 
Proteobacteria; 
2608164 2608184 98 


Gammaproteobact 
118 


219857263 


eria; 
219857263 


692312 Bacteria_16S 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 260877 
naphthovorans Bacteria; 


692312 Bacteria_16S 
strain ATCC 51603 


692312 Bacteria_16S 
strain ACCC 19665 
Bacteria; 
692312 Bacteria_16S 
strain ACCC 19665 
Bacteria; 
692312 Bacteria_16S 
lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 

692312 Bacteria_16S 


strain ACAM 81 16S ribosomal RNA, partial sequence 
Flavobacteria; 


Bacteroidetes; 
692312 Bacteria_16S 


strain CDC 0876-58 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Bacteria; 
692312 Bacteria_16S 


strain CDC 2991-81 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
ref 


692312 Bacteria_16S 
thyasirae strain 


Thiomicrospira. 
692312 Bacteria_16S 


Bacteria; 
692312 Bacteria_16S 


Bacteria; 


Proteobacteria; 


2620486 2620522 3 39 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
ref 
2622731 2624203 Mesorh 
Phyllobacteriaceae; M 
ref 
2622731 2624203 Mesorh 
Phyllobacteriaceae; M 
ref 


2623449 2623485 3 39 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
118 
16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
118 
strain RP5557 16S ribosomal RNA, partial 
Gammaproteobacteria; Xanthomonadales; 


2623542 2623562 98 


2625119 2625139 98 
Proteobacteria; 
2632585 2632621 3 39 


Flavobacteriales; 


2635615 2635651 3 39 


2637179 2637215 3 39 


2648091 2648111 98 


2661570 2661590 98 


2662861 2662897 3 39 


strain IM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; 


692312 Bacteria_16S 


straminisolvens strain CSK1 16S ribosomal RNA, partial 
straminisolvens Bacteria; 


692312 Bacteria_16S 


strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteria; 


Bacteroidetes; 
692312 Bacteria_16S 


2682555 2682591 3 39 
Firmicutes; 


2684043 2684079 3 39 


Flavobacteriales; 


2685485 2685521 3 39 


Gammaproteobacteria; 


118 
DSM 5322 16S ribosomal RNA, partial sequence 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; 


118 


Clostridia; 


gi 
gi| 219857252 
gi| 219857249 
gi| 219857249 


219857248 
sequence 


gi 
gi| 219857237 
Flavobacteriaceae; 


gi| 219857234 


gi|219857233 


gi|219857226 


gi|219857216 


gi| 219857215 


Oceanospirillales; N 
ref 
2619736 2621149 Kluyve 


ref 
2631843 2633296 Flavobacterium xanthum Bacteria; 
Flavobacterium. 
ref 
2634842 2636362 Citrob 
Enterobacteriac 
ref 
2636413 2637923 Citrob 


Thiotrichales; 


ref 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methyl 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Me 


ref 


NR_024915.1 
2575008 257651 


NR_024912.1 
Pseudomon 
NR_024911.1 


NR_024910.1 


NR_024909.1 


NR_024894.1 


NR_024883.1 


Kluyv 
NR_024879.1 


NR_024879.1 


NR_024878.1 
2624254 262575 


NR_024865.1 


NR_024862.1 


NR_024861.1 
Ccitro 
NR_024854.1 
2647248 264867 
Piscirick 


NR_024844.1 


NR_024843.1 


NR_024894.1 
ial sequence 2607312 26087 
Oceanospirillales; 

ref 


v 


7 
N 


Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 
Pseudomonas cedrina 


monas cedrina Bacteria; 


as. 
Pseudomonas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


Pseudomonas. 
Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Pseudomonas mandelii 


2594961 2596478 Pseudomonas mandelii Bacteria; 


as. 
Pseudomonas libanensis 


2596529 2598044 Pseudomonas libanensis 
nadales; Pseudomonadaceae 
ref 


Pseudomonas. 

Neptunomonas 
7 Neptunomonas 
eptunomonas. 

Neptunomonas 
7 Neptunomonas 
eptunomonas. 

Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Flavobacterium xanthum 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 

Methylopila capsulata 


2662145 2663475 Methylopila capsulata Bacteria; 


219857201 
sequence 
Clostridiales; 

gi|219857200 


gi 


Flavobacteriaceae; 
gi|]219857199 


ref 
Clostridiaceae; 
ref 


16 Zobellia russellii Bacteria; 


ref 


Methylopila. 
NR_024829.1 
2681812 268325 


NR_024828.1 


Zobellia. 
NR_024827.1 


Clostridium 
8 Clostridium 
Clostridium. 
Zobellia russellii 


Zobellia laminariae 


strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae; 


Zobellia. 


692312 Bacteria_16S 2686954 2686990 3 39 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

692312 Bacteria_16S 2689942 2689974 3 35 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

692312 Bacteria_16S 2694362 2694398 3 39 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

692312 Bacteria_16S 2701927 2701963 3 39 gi|219857187|ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

692312 Bacteria_16S 2710887 2710923 3 39 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

692312 Bacteria_16S 2715321 2715357 3 39 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

692312 Bacteria_16S 2716863 2716899 3 39 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

692312 Bacteria_16S 2718491 2718511 98 118 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

692312 Bacteria_16S 2733651 2733687 3 39 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

692312 Bacteria_16S 2735141 2735177 3 39 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
692312 Bacteria_16S 2736631 2736667 3 39 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

692312 Bacteria_16S 2738098 2738134 3 39 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
692312 Bacteria_16S 2740988 2741024 3 39 gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

692312 Bacteria_16S 2742493 2742529 3 39 gi|219857159|ref|NR_024787.1| Flavobacterium 
limicola strain ST-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

692312 Bacteria_16S 2758836 2758872 3 39 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

692312 Bacteria_16S 2760286 2760334 3 51 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

692312 Bacteria_16S 2779972 2780008 3 39 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

692312 Bacteria_16S 2781439 2781475 3 39 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

692312 Bacteria_16S 2782905 2782941 3 39 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

692312 Bacteria_16S 2783000 2783020 98 118 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

692312 Bacteria_16S 2811533 2811569 3 39 gi|219857109|ref|NR_024737.1| Tenacibaculum 
amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 2810779 2812222 Tenacibaculum 
amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
692312 Bacteria_16S 2813027 2813063 3 39 gi|219857108|ref|NR_024736.1| Tenacibaculum 
mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 2812273 2813716 Tenacibaculum 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
692312 Bacteria_16S 2816012 2816048 3 39 gi|219856913|ref|NR_024734.1| Pseudomonas 


alcaliphila strain AL1l 


5-21 16S ribosomal RNA, partial sequence 


2815260 2816748 Pseudomonas 


alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


692312 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


692312 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


692312 Bacteria_16S 


CMN3 
Spirochaetales; 


16S ribosoma 
Ss 


692312 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


692312 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


692312 Bacteria_16 


strain ATCC 13522 
Bacteria; Proteob 


692312 Bacteria_16 


strain ATCC 12775 
Proteobacteria; G 


692312 Bacteria_16 


strain ATCC 33616 
Bacteria; Proteob 


692312 Bacteria_16 


strain ATCC 49968 
Bacteria; Proteob 


692312 Bacteria_16S 


2823597 2823629 3 35 gi 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 
2835851 2835871 98 118 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2844875 2844911 3 39 gi 
1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
2851178 2851198 98 118 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2852747 2852767 98 118 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
Ss 2854187 2854223 3 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
Ss 2855758 2855794 3 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
Ss 2857426 2857446 98 118 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
Ss 2858870 2858906 3 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2866556 2866592 3 39 


gi 


stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria 
Marinobacterium. 


692312 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


692312 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


692312 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


692312 Bacteria_16S 


strain IAM 14848 
Actinobacteria; A 


692312 Bacteria_16S 


strain IFO 15616 
Actinobacteria; A 


692312 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


692312 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


692312 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


692312 Bacteria_16S 


strain IFO 15467 


Proteobacteria; G 


692312 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


692312 Bacteria_16S 


multiglobuliferum 
multiglobuliferum 


692312 Bacteria_16S 


strain JCM1240 16 


; Proteobacteria; Gammaproteobacteria; 


2868202 2868222 98 118 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


2892766 2892802 3 39 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
2892860 2892880 98 118 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
2900357 2900392 78 114 


gi 


Vibri 
gi 


Vibri 
gi 


ctinobacteridae; Actinomycetales; Micr 
2903429 2903464 78 114 gi 


ctinobacteridae; Actinomycetales; Micr 
2920283 2920319 3 39 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2923470 2923490 98 118 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2927772 2927808 3 39 gi 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2930757 2930793 3 39 gi 


ammaproteobacteria; Oceanospirillales; 

2933776 2933812 3 39 gi 
IFO 15466 16S ribosomal RNA, partial 

ia; Proteobacteria; Gammaproteobacteri 


2935378 2935398 98 118 gi 
strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
2947482 2947518 3 39 gi 
S ribosomal RNA, partial sequence 


ue 
ce 


en 
ri 


16S ribosomal RNA, partial sequence 2899524 29010 


oc 


oc 


i 
ct 


ne 


na 


se 


, 


ie} 
se 


a; 


ar 
ba 


219856908 


219856900 


219856894 
2844116 2845615 Borre 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 


219856843 


219856841 


219856838 


219856836 


16S ribosomal RNA, partial sequence 2930007 29314 


219856834 


219856833 


ref |NR_024729.1 

2822817 282431 
ogenobacter. 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024713.1 
lia sinica Bacte 


nce 
ae; Hydr 
ce 28349 
ales; Bu 


7 Mi 
ref 


crobacteriac 
NR_024673.1 


occineae 


; Microbacteriac 
ref|NR_024662.1 

2919511 292100 
eudomonadales; P 


occineae 


sequence 
eria; Ps 


ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024657.1 
2927022 292847 
irillales; Marin 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024653.1 

2933018 293448 
ales; Altero 


e 29226 
dales; X 


quence 
Oceanosp 
ceanobac 


quence 
Alteromonad 


ref 
uenc 
Ocea 


NR_024652.1 
e 293453 
nospirillale 


tial seq 
cteria; 


219856825 
2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


ref|NR_024644.1 


Serra 


Hydrogenobacter 
3 Hydrogenobacter 


Burkholderia 
lderia kururiensis 
Burkholderia. 

Borrelia sinica strain 
ria; Spirochaetes; 


gdorferi group. 

219856890|ref|NR_024709.1| Pseudomonas 

1 sequence 2850317 2851835 Pseudomonas 

ia; Pseudomonadales; Pseudomonadaceae; 

219856889 |ref|NR_024708.1| Pseudomonas geniculata 
2851886 2853382 Pseudomonas geniculata 

nadales; Xanthomonadaceae. 

219856888 |ref|NR_024707.1| Pseudomonas savastanoi 
2853433 2854934 Pseudomonas savastanoi 

nadales; Pseudomonadaceae; Pseudomonas. 

219856887 |ref|NR_024706.1| Pseudomonas flectens 
2854985 2856506 Pseudomonas flectens Bacteria; 

Enterobacteriaceae. 

219856886|ref|NR_024705.1| Pseudomonas cissicola 
2856557 2858059 Pseudomonas cissicola 

nadales; Xanthomonadaceae; Xanthomonas. 

219856885|ref|NR_024704.1| Pseudomonas lundensis 
2858110 2859620 Pseudomonas lundensis 

nadales; Pseudomonadaceae; Pseudomonas. 

219856880|ref|NR_024699.1| Marinobacterium 

equence 2865789 2867305 Marinobacterium 

Alteromonadales; Alteromonadaceae; 

219856879|ref|NR_024698.1| Herbaspirillum 

sequence 2867356 2868845 Herbaspirillum 

Burkholderiales; Oxalobacteraceae; 

219856861|ref|NR_024680.1| Vibrio rumoiensis 

2892009 2893502 Vibrio rumoiensis Bacteria; 
onaceae; Vibrio. 
219856861|ref|NR_024680.1| Vibrio rumoiensis 
2892009 2893502 Vibrio rumoiensis Bacteria; 
onaceae; Vibrio. 
219856856|ref|NR_024675.1| Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Pseudomonas 

8 Pseudomonas 

seudomonadaceae; 


Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Marinospirillum 

7 Marinospirillum 

ospirillum. 

Oceanobacter kriegii 


kriegii Bacteria; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Serratia rubidaea 


tia. 


692312 Bacteria_16S 2948972 2949008 3 39 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

692312 Bacteria_16S 2950460 2950496 3 39 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

692312 Bacteria_16S 2951961 2951997 3 39 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

692312 Bacteria_16S 2953459 2953495 3 39 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

692312 Bacteria_16S 2960869 2960905 3 39 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

692312 Bacteria_16S 2971613 2971649 3 39 gi|219846942|ref|NR_026534.1| Pseudomonas 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

692312 Bacteria_16S 2973128 2973164 3 39 gi|219846941|ref|NR_026533.1| Pseudomonas 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

692312 Bacteria_16S 2974690 2974726 3 39 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

692312 Bacteria_16S 2989944 2989980 3 39 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 


strain 087-AZ-H 1 


Proteobacteria; 


692312 Bacteria_16S 
strain 087-AZ-H 1 


Proteobacteria; 


692312 Bacteria_16S 


strain LS-13 16 
Proteobacteria; 


692312 Bacteria_16S 


strain 441-1 16 
Proteobacteria; 


692312 Bacteria_16S 


strain NCIMB 11 
Proteobacteria; 


692312 Bacteria_16S 


strain NCIMB 11 
Proteobacteria; 


692312 Bacteria_16S 


multiseptatus s 


multiseptatus Bac 
Geodermatophilace 
692312 Bacteria_16S 


thiosulfatigene 
thiosulfatigene 


692312 Bacteria_16S 


polyendosporus 


polyendosporus Ba 
692312 Bacteria_16S 
tabacinasalis str 


tabacinasalis B 


692312 Bacteria_16S 


dextrinosolvens 
dextrinosolvens 
Succinivibrio. 


692312 Bacteria_16S 
strain K 16S ribo 


Proteobacteria; 


692312 Bacteria_16S 
strain K 16S ribo 


Proteobacteria; 


692312 Bacteria_16S 


strain 4-87 16S 


Gammaproteobacteria; Legionellales; Leg 


2990037 2990057 98 118 gi 
Gammaproteobacteria; Legionellales; Leg 
2991574 2991594 98 118 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2993063 2993083 98 118 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3005230 3005266 3 39 gi 
126 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Methy 
3005323 3005343 98 118 gi 
126 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Methy 
3011209 3011244 78 114 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 
3027894 3027914 98 118 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3029416 3029436 98 118 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3047747 3047778 81 113 gi 
ain GF112B 16S ribosomal RNA, partial 

teria; Firmicutes; Lactobacillales; Ae 
3056812 3056848 3 39 gi 
train 0554 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


s 
G 


s 
G 


tr 


s 
s 


st 


ac 


s 
B 


3071723 3071759 3 39 


gi 


Alphaproteobacteria; Rhizobiales; Beije 
3071816 3071836 98 118 gi 


Alphaproteobacteria; Rhizobiales; Beije 


6S ribosomal RNA, partial sequence 2989207 29906 


io 


io 


io 


io 


lo 


lo 


eq 
e; 


ia 


tr 


eq 
id 


se 
ro 


se 
(ond 


ri 


ri 


219846930 
6S ribosomal RNA, partial sequence 2989207 29906 


219846929 
2990709 29921 


219846928 
2992209 29936 
219846920 


219846920 


219846916 


219846905 


219846904 


219846890 


219846884 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 


nellaceae; L 


ref 


egionella. 
NR_026522.1 
nellaceae; Legionella. 
ref|NR_026521.1 
58 Fluoribacter 
e; Fluoribacter 
ref|NR_026520.1 


nellacea 


nellaceae; Legionella. 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026508.1 
uence 3010413 301189 
Actinomycetales; Franki 


30045 
cystacea 


30045 
cystacea 


ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref 


1 sequen 
idiales; 
NR_026496.1 
3028583 303003 
lostridiaceae; A 
ref |NR_026482.1 

3046902 304840 
e; Facklamia. 
ref |NR_026476.1 

3056079 305754 
romonadales; Suc 


uence 
iales; C 
quence 

coccacea 


quence 
eria; Ae 


ref |NR_026466.1 
locella palustri 
e; Methylocella. 
ref |NR_026466.1 
locella palustri 
e; Methylocella 


nckiacea 


nckiacea 


3073236 3073272 3 39 gi 
ribosomal RNA, partial sequence 


219846873 
3072467 3073861 Balneatrix alpica Bacteria; 


58 Legionella tucsonensis Bacteria; 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Modestobacter 
4 Modestobacter 
neae; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Anaerobacter 

8 Anaerobacter 
naerobacter. 
Facklamia 

3 Facklamia 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Methylocella palustris 
s Bacteria; 


Methylocella palustris 
s Bacteria; 


ref |NR_026465.1 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 


Balneatrix alpica 


692312 Bacteria_16S 
MWAP64 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 
692312 Bacteria_16S 


caribensis strain 
caribensis Bacter 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


692312 Bacteria_16S 
n H 18 16S ribosomal RNA, partial sequence 30950 
acteria; Gammaproteobacteria; Aeromonadales; 
692312 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


700631 16S riboso 
Lactobacillales; 


692312 Bacteria_16S 


strain DSM 11603 


strain DSM 11603 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


692312 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


692312 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


692312 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


692312 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


692312 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


692312 Bacteria_16S 
plurifarium strain LMG 1 


plurifarium Bacte 
Mesorhizobium. 


692312 Bacteria_16S 
sulfexigens strain SB164 


sulfexigens Bacte 
Desulfocapsa. 


692312 Bacteria_16S 
Spirillum 5175 16S ribosomal 
deleyianum Bacteria; 


deleyianum strain 


intestinalis stra 


intestinalis Bacteria; Proteobacteria; 


Desulfovibrio. 


692312 Bacteria_16S 
arcachonense strain F1F6 


Sulfurospirillum. 


692312 Bacteria_16S 


strain DSM 11363 


Proteobacteria; Gammaproteobacteria; 
692312 Bacteria_16S 
strain LMG 471 16S ribos 
Proteobacteria; Gammaproteobacteria; 


Sulfurospirillum 
Campylobacteraceae; 
692312 Bacteria_16S 


3077837 3077857 98 


3083930 3083966 3 


teria; 
Xs 


Firmicutes; 


3095857 3095893 3 


3100461 3100481 94 


Aerococcaceae; Facklamia. 
3106323 3106359 3 


16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; 
692312 Bacteria_16S 


3106416 3106436 98 


3124444 3124480 3 
ain DSM 
teria; 
3124518 3124553 78 
ain DSM 
teria; 


3125933 3125969 3 
in DSM 


3126007 3126042 78 
in DSM 


3128964 3128999 78 
n IFAM 
ria; 
3131799 3131835 3 
n LMG 1 
ria; 
3131892 3131912 98 
ria; 
3136323 3136359 3 
ria; 


Proteobacteria; 


3137906 3137926 98 


Sulfurospirillum. 
3151531 3151551 98 
in KMS2 


3159321 3159341 98 


3177403 3177439 3 


3181991 3182011 98 


692312 Bacteria_16S 


3183543 3183563 98 


Clostridia; 


mal RNA, partial sequence 


118 


39 


ain L-64 16S ribosomal RNA, partial sequence 
Thermoanaerobacte 


39 


114 


3099595 3101003 Fackl 


39 


Rhizobiales; 


118 


16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; 
692312 Bacteria_16S 


Rhizobiales; 


39 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


114 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


39 


5458 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


114 


5458 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


114 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


39 


1892 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


118 


1892 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


39 


Pl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


118 


118 


16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


118 


16S ribosomal RNA, partial sequence 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


39 


16S ribosomal RNA, partial sequence 3176631 31781 
Pseudomonadales; Pseudomonad 


118 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


118 


Phyllobacteriac 


Phyllobacteriac 


RNA, partial seque 
Proteobacteria; Epsilonproteoba 


gi|219846870 


gi|219846866 


gi| 219846858 
Suc 


gi|219846855 


gi|219846851 


gi|219846851 


219846839 
sequence 
Rhiz 


gi 


219846839 
sequence 
Rhiz 


gi 
gi| 219846838 
Rhizo 
gi| 219846838 
Rhizo 
219846836 


sequenc 
Rhizob 


gi 
gi| 219846834 
Rhizob 
gi| 219846834 
Rhizob 
gi| 219846831 
Desulf 
gi| 219846830 
gi| 219846821 
Desul 
gi| 219846816 


gi| 219846803 


gi|219846800 
3181138 31826 


Burkhold 


ref 
3 


ref 


3 


ref 


79 3 


ref 


ref 


ref 


ref 


Ww 


ref 


Ww 


ref 
3 


ref 


w 


ref 
e 3 


ref 
3 


ref 
3 


ref 
3 


ref 
nce 


ref 


w 


ref 
3 


ref 


ref 


gi|219846799 


ref 


eriales; 


rales; 


amia 


51 Aquamicrobium 
eae; 


51 Aquamicrobium 


eae; 


obiales; 


obiales; 


biales; 


biales; 


iales; 


iales; 


iales; 


obacterales; 


fovibrionales; D 


NR_026462.1 
076975 307840 


NR_026458.1 
083185 308466 
NR_026450.1 


NR_026447.1 


NR_026443.1 


Aquamicrobi 
NR_026443.1 


Aquamicrobi 
NR_026431.1 
123738 312518 
Hyphomi 


NR_026431.1 
123738 312518 
Hyphomi 


NR_026430.1 
125234 312665 
Hyphomic 


NR_026430.1 
125234 312665 
Hyphomic 


NR_026428.1 
128192 312961 
Hyphomicr 


NR_026426.1 
131100 313253 
Phyllobac 


NR_026426.1 
131100 313253 
Phyllobac 


NR_026423.1 
135552 313703 
Des 


NR_026422.1 
313708 


NR_026413.1 
150676 315218 


NR_026408.1 
158497 315992 


NR_026395.1 


Pseudomon 
NR_026392.1 


Xanthomon 


Burkholderiaceae; 


ignava Bacteria; 


cteria; 


Burkholderia 
6 Burkholderia 
Burkholderia. 
Thermoanaerobacter 
6 Thermoanaerobacter 


Thermoanaerobacteraceae; 


Ruminobacter 


096617 Ruminobacter amylophilus 
cinivibrionaceae; 


Ruminobacter. 
Facklamia ignava ATCC 
Firmicutes; 


Aquamicrobium defluvii 
defluvii Bacteria; 
um. 

Aquamicrobium defluvii 
defluvii Bacteria; 
um. 

Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Sulfurospirillum 
4 3138514 
Campylobacterales; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Sulfurospirillum 
9 Sulfurospirillum 


Campylobacteraceae; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 
aceae; 


as. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
aceae; 


as. 


NR_026391.1 


Xanthomonas codiaei 


strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


692312 Bacteria_16S 


strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 


692312 Bacteria_16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


692312 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
692312 Bacteria_16S 


strain LMG 690 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


692312 Bacteria_16S 


strain LMG 733 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


692312 Bacteria_16S 


strain LMG 847 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


692312 Bacteria_16S 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 31950 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


692312 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


692312 Bacteria_16S 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
692312 Bacteria_16S 
strain NR-27 16S 
Bacteroidetes; 
692312 Bacteria_16S 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 
692312 Bacteria_16S 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 
agaricidamnosum Bacteria; 


Janthinobacterium. 
692312 Bacteria_16S 
CECT 


692312 Bacteria_16S 
CECT 


692312 Bacteria_16S 
lipolytica strain 
Bacteria; Firmicutes; 
692312 Bacteria_16S 


glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfofustis. 
692312 Bacteria_16S 


glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfofustis. 
692312 Bacteria_16S 
strain TagT2C 16S 


692312 Bacteria_16S 
strain TagT2C 16S 


692312 Bacteria_16S 


australicum strain IFAM ST1306 16S ribosomal RNA, partial 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; 


692312 Bacteria_16S 
strain LLAP12 16S 
Bacteria; 
692312 Bacteria_16S 


strain LLAP12 16S ribosomal RNA, partial sequence 


3185095 3185115 98 


3186647 3186667 98 


3188199 3188219 98 


Proteobacteria; 


3189751 3189771 98 


3191303 3191323 98 


3192855 3192875 98 


3194405 3194425 98 


3195957 3195977 98 


3212364 3212384 98 


3218388 3218424 3 


3221495 3221515 98 


3223014 3223034 98 
Proteobacteria; 


3227435 3227471 3 


4600 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


3227529 3227549 98 


4600 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


3235096 3235116 98 


Clostridia; 
3238162 3238198 3 


3238257 3238277 98 


3239660 3239696 3 


3239753 3239773 98 


3263717 3263752 78 


3266688 3266724 3 


3266783 3266803 98 


118 


omal RNA, partial sequence 


118 


omal RNA, partial sequence 


118 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


118 


118 


118 


118 


118 


118 


39 


ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; Flammeovirgac 


118 


118 


Betaproteobacteria; 


39 


118 


118 


JW265 16S ribosomal RNA, partial sequence 32342 
Clostridiales; 


39 


118 


39 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


118 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


114 


39 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


118 


gi|219846798 
3184240 31857 


Xanthomonadales; Xanthomonadaceae; 


gi| 219846797 
3185792 31872 


Xanthomonadales; Xanthomonadaceae; 


gi|219846796 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 


gi|219846792 


gi|219846791 
3195102 31966 


219846780 
sequenc 


gi 


gi| 219846775 
3217640 32191 
gi| 219846773 
Ox 
219846772 


sequence 
Bur 


gi 


gi|219846769 
3226672 32281 
Vibrionaceae; V 
gi|219846769 
3226672 32281 
Vibrionaceae; V 
gi|219846764 


Syntrophomonadac 
gi|219846762 


Desulfo 


gi|219846762 


Desulfo 


gi|219846761 
3238968 32403 


gi|219846761 
3238968 32403 


219846745 
sequenc 
Rhizob 
gi| 219846743 
3265947 32672 
Leg 
219846743 


gi 


Xanthomonadales; 


Campylobacterales; 


ref |NR_026390.1 


ref |NR_026389.1 


ref|NR_026388.1 


187344 318884 


Ww 


ref |NR_026387.1 


ref|NR_026386.1 


ref|NR_026385.1 


ref|NR_026384.1 
Xanthomon 
ref |NR_026383.1 
Xanthomon 
ref|NR_026372.1 
e 3211554 321297 


ref|NR_026367.1 
eae; Thermonema. 
ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref|NR_026364.1 

3222170 322363 
kholderiales; Ox 


ref |NR_026361.1 
ibrio. 
ref |NR_026361.1 


ibrio. 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref|NR_026354.1 
3237371 323891 
bacterales; Desu 


ref|NR_026354.1 
3237371 323891 
bacterales; Desu 


ref|NR_026353.1 
79 Xanthobacter 
ae; 
ref|NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref |NR_026337.1 
e@ 3262929 326438 
iales; Hyphomicr 
ref |NR_026335.1 


ionellaceae; Leg 


gi 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Helicobacter 

4 Helicobacter 

Helicobacteraceae; 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Desulfofustis 

7 Desulfofustis 
1lfobulbaceae; 


Desulfofustis 
7 Desulfofustis 


lfobulbaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 
Xanthobacter. 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 


ref |NR_026335.1 


Legionella drancourtii 


3265947 3267294 Legionella drancourtii LLAP12 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


692312 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; G 


692312 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; G 


692312 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


692312 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


692312 Bacteria_16S 


strain LMG 5743 1 
Proteobacteria; G 


692312 Bacteria_16S 


strain LMG 5047 1 
Proteobacteria; G 


692312 Bacteria_16S 


strain LMG 708 16 
Proteobacteria; G 


692312 Bacteria_16S 


strain LMG 538 16 
Proteobacteria; G 


692312 Bacteria_16S 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


692312 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


692312 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


692312 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


692312 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


692312 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


692312 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


692312 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


692312 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


692312 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


692312 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


692312 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


692312 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


3268106 3268142 3 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
3268201 3268221 98 118 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
3271212 3271248 3 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3272750 3272786 3 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3289497 3289517 98 118 gi 


39 gi 


gi 


3291022 3291042 98 118 gi 
ammaproteobacteria; Xanthomonadales; X 
3292574 3292594 98 118 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3294126 3294146 98 118 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3295676 3295696 98 118 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


3300239 3300259 98 118 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


3307849 3307885 3 39 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3309311 3309347 3 39 gi 
bosomal RNA, partial sequence 

lphaproteobacteria; Rhizobiales; 
3309404 3309424 98 118 
bosomal RNA, partial sequence 

lphaproteobacteria; Rhizobiales; Xanth 
3313799 3313835 3 39 gi 
100 16S ribosomal RNA, partial s 
Proteobacteria; Deltaproteobacte 


Xanth 
gi 


in G3 
eria; 


3313891 3313911 98 
10 
Pr 


118 gi 
0 16S ribosomal RNA, partial s 
oteobacteria; Deltaproteobacte 


in G3 
eria; 


3315335 3315371 3 39 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

3318384 3318420 3 39 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3319903 3319939 3 39 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


gi 


Spirocha 
gi 


3322931 3322967 3 39 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3350375 3350395 98 118 gi 
etaproteobacteria; Burkholderiales; Bu 
3353345 3353381 3 39 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


692312 Bacteria_16S 


strain M17C 16S r 


3377890 3377925 78 114 gi 
ibosomal RNA, partial sequence 


Leg 


Leg 


3308619 331 


3308619 331 


219846742 


3267345 32688 
nellacea 


io 
219846742 


3267345 32688 
nellacea 


io 
219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846728 


6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; xX 


an 
219846727 


6S ribosomal RNA, partial sequence 3290167 32916 
thomonad 


an 
219846726 


3291719 32932 
thomonad 


an 
219846725 


3293271 32947 
thomonad 


an 
219846724 
equence 

ia; Xantho 
219846721 
quence 
eria; Thio 
219846716 
ence 33071 
les; Xanth 
219846715 
00 
obacterace 
219846715 
00 
obacterace 
219846711 
equence 


ria; Desul 


219846711 
equence 
ria; Desul 


219846710 


3314589 33160 


eta. 
219846708 


3317638 33191 


eta. 

219846706 
equence 
cteria; Oc 
219846704 
al sequenc 
erobactera 


219846684 


6S ribosomal RNA, partial sequence 3349528 33510 


rkholderia 
219846682 


3352589 33540 


Halomonad 
219846664 


thomonad 


ref|NR_026334.1 


e; L 
ref 


egionella. 
NR_026334.1 


e; Legionella. 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026320.1 


acea 
ref 


e; Xanthomon 
NR_026319.1 


acea 
ref 


e; Xanthomon 
NR_026318.1 


acea 
ref 


e; Xanthomon 
NR_026317.1 


aceae; Xanthomon 


963 


monadales; Xant 


ref |NR_026313.1 
3299393 330087 
trichales; Pisci 


ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacter 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacter 
NR_026303.1 
3313036 331453 
fovibrionales; D 


ref|NR_026303.1 
3313036 331453 
fovibrionales; D 


ref |NR_026302.1 


ref |NR_026300.1 


ref |NR_026298.1 
3319157 332063 
eanospirillales; 


ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref |NR_026276.1 


; Paucimonas 
NR_026274.1 


ceae 
ref 


aceae; Halomonas 


Legionella lytica 


25 Legionella lytica Bacteria; 


Legionella lytica 


25 Legionella lytica Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
ilas 

Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Xanthobacter flavus 


flavus Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Desulfovibrio 
8 Desulfovibrio 


esulfovibrionaceae; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 


obacterales Family III. 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


ref |NR_026256.1 


Kytococcus sedentarius 


3377063 3378542 Kytococcus sedentarius Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 


692312 Bacteria_16S 
thalassica strain 
thalassica Bacter 
Methylophaga. 
692312 Bacteria_16S 
strain ATCC 35842 
Proteobacteria; G 
692312 Bacteria_16S 
marismortui strai 
marismortui Bacte 
Chromohalobacter. 
692312 Bacteria_16S 
strain ATCC 49336 
Proteobacteria; G 
692312 Bacteria_16S 
citrea strain DSM 
Bacteria; Actinob 
Promicromonospora. 
692312 Bacteria_16S 
strain ATCC 33048 
Bacteria; Firmicutes; 
692312 Bacteria_16S 
rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 
692312 Bacteria_16S 
luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 
692312 Bacteria_16S 
atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 
692312 Bacteria_16S 
strain ATCC 43992 
Proteobacteria; G 
692312 Bacteria_16S 
radioresistens DS 
Bacteria; Proteob 
692312 Bacteria_16S 
radioresistens DS 
Bacteria; Proteob 
692312 Bacteria_16S 
DSM 2403 16S ribo 
Proteobacteria; G 
692312 Bacteria_16S 
DSM 2403 16S ribo 
Proteobacteria; G 
692312 Bacteria_16S 
strain DSM 6964 1 
Proteobacteria; G 
692312 Bacteria_16S 
strain DSM 6964 1 
Proteobacteria; G 
692312 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 
692312 Bacteria_16S 
baumannii strain 
baumannii Bacteri 
692312 Bacteria_16S 
baumannii strain 
baumannii Bacteri 
692312 Bacteria_16S 
strain DSM 7345 1 
Proteobacteria; D 
692312 Bacteria_16S 
strain DSM 43045 


ria; 


eria; 


692312 Bacteria_16S 


teria; 


3382532 3382552 98 


3384071 3384091 98 


3385502 3385538 3 
Proteobacteria; 


3386975 3387011 3 


3395987 3396030 70 


3411232 3411268 3 


Clostridia; 
3420167 3420203 3 


3423129 3423165 3 


Proteobacteria; 


3427571 3427607 3 


3429050 3429086 3 


3437552 3437588 3 


3437646 3437666 98 


3439061 3439097 3 


3439155 3439175 98 


3440571 3440607 3 


3440665 3440685 98 


3442174 3442194 98 
Proteobacteria; 


3443590 3443626 3 


DSM 30007 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria 


3443684 3443704 98 


DSM 30007 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria 


3489417 3489453 3 


3504439 3504474 78 


3516617 3516652 78 


118 
ATCC 33146 16S ribosomal RNA, 
ia; Proteobacteria; Gammaproteobacteri 


118 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 


39 


39 


39 


39 


39 


39 


39 


39 


118 


39 


118 


39 


118 


118 


in DSM 6962 16S ribosomal RNA, 


39 
co. 


118 


co: 


39 


114 


114 


gi 


complet 


gi 


gi 


n ATCC 17056 16S ribosomal RNA, partia 
Gammaproteobacter 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
114 

43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillo 


gi 


29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


gi 


ain NCIMB 1893 16S ribosomal RNA, part 
Gammaproteobact 


gi 


IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


gi 


M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


gi 


M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


gi 


somal RNA, partial sequence 3438312 3439771 Aci 
ammaproteobacteria; Pseudomonadales; M 


gi 


somal RNA, partial sequence 3438312 3439771 Aci 
ammaproteobacteria; Pseudomonadales; Mor 


gi 


6S ribosomal RNA, partial sequence 3439822 344 
ammaproteobacteria; Pseudomonadales; Mor 


gi 


6S ribosomal RNA, partial sequence 3439822 344 
ammaproteobacteria; Pseudomonadales; M 


gi 


complet 
Gammaproteobacte 


gi 
mplete 


gi 
mplete 


gi 


6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales 


gi 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


s 


219846661 
a; 


219846660 

33832 
ciricketts 
219846659 
1 sequence 
ia; Oceano 


219846658 
33862 


219846648 
ence 33951 
ales; Micr 


219846637 
34104 
nellaceae; 
219846631 
ence 34194 
nadales; P 


219846629 
ial sequen 
eria; Alte 


219846626 
equence 

; Alteromo 
219846625 
34282 
hewanellac 
219846618 
ence 34368 
nadales; M 
219846618 
ence 34368 
nadales; M 
219846617 
ne 
oraxellace 
219846617 
ne 
axellace 
219846616 
12 
axellace 
219846616 
12 
oraxellace 
219846615 
e sequence 
ria; Pseud 


219846614 
sequence 
; Pseudomo 
219846614 
sequence 

; Pseudomo 
219846583 


; Desulfur 
219846573 


ococcineae 


e sequence 
Thiotri 


Halomonad 


ref 


iace 
ref 


spir 
ref 


acea 
ref 


ococ 


ref 


ref 
seud 

ref 
romo 
ref 
nada 
ref 


eae; 
ref 


orax 
ref 


orax 
ref 
toba 
ae; 
ref 
toba 
ae; 
ref 


ae; 
ref 


ae; 
ref 


omon 
ref 


nada 
ref 


nada 
ref 


omon 
ref 


7 Mi 


219846565 


3381669 33831 


08 3384695 Methy 


3384746 33861 


98 3396650 Promi 


52 3411955 Diali 
Dia 


18 3420843 Pseud 


ce 3422380 34238 


3426820 34282 


03 3438261 Acine 


80 Acinetobacter 
e 


80 Acinetobacter 
e 


3441331 34427 


3442841 34442 


3442841 34442 


25 Desulfuromusa 


NR_026253.1 
Pisciri 
NR_026252.1 


ae; Methylo 
NR_026251.1 
illales; Ha 


NR_026250.1 


19 3387691 Halomo 
s 


e; Halomona 
NR_026240.1 


cineae; Pro 


NR_026229.1 


lister. 
NR_026223.1 


oalteromona 


NR_026221.1 
1 
nadales; Ps 
NR_026218.1 
4 


les; Pseudo 


NR_026217.1 


93 3429730 Shewan 


Shewanella. 
NR_026210.1 


03 3438261 Acinet 


ellaceae; Ac 
NR_026210.1 


ellaceae; Ac 
NR_026209.1 
cter lwoffi 
Acinetobact 
NR_026209.1 
cter lwoffi 
Acinetobact 
NR_026208.1 


Acinetobact 
NR_026208.1 


Acinetobact 
NR_026207.1 
9 
adales; Mora 
NR_026206.1 
9 
les; Moraxel 
NR_026206.1 
9 
les; Moraxel 
NR_026175.1 


adaceae; Des 
NR_026165.1 


crobacteriac 


ref 


NR_026157.1 


5 
c 


1 
Pp 
6 
1 


Cc 
micromonosporaceae 7 


s 


fo) 
d 


e 


a 


t 
a 
e 


2: 
e 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 

nas eurihalina Bacteria; 
Promicromonospora 

romonospora citrea 


Dialister pneumosintes 
ter pneumosintes 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

aan 
Acinetobacter lwoffii 
Bacteria; 

r. 
Acinetobacter junii 
junii Bacteria; 

Lx 
Acinetobacter junii 
junii Bacteria; 

r. 

Acinetobacter 

0 Acinetobacter 
xellaceae; 


Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Curtobacterium luteum 


strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


692312 Bacteria_16S 
strain DSM 20528 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
692312 Bacteria_16S 3558091 3558127 3 39 gi 
strain Milford 74 16S ribosomal RNA, partial sequence 


3518139 3518174 78 114 


gi 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
692312 Bacteria_16S 3558185 3558205 98 118 gi| 219846537 |ref|NR_026129.1 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio 


Proteobacteria; 
692312 Bacteria_16 
strain ATCC 15338 


Gammaproteobacteria; Vibrionales; Vibrion 
Ss 3559571 3559607 3 39 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 3559665 3559685 98 118 gi|219846536|ref|NR_026128.1 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 3561086 3561122 3 39 gi|219846535|ref|NR_026127.1 
strain 717 16S ribosomal RNA, partial sequence 3560299 35617 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 3561180 3561200 98 118 gi| 219846535 |ref|NR_026127.1 
strain 717 16S ribosomal RNA, partial sequence 3560299 35617 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 3562607 3562643 3 39 gi|219846534|ref|NR_026126.1 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 356324 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibr 
692312 Bacteria_16S 3562701 3562721 98 118 gi|219846534|ref|NR_026126.1 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 356324 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibr 
692312 Bacteria_16S 3564092 3564128 3 39 gi|219846533|ref|NR_026125.1 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 3564186 3564206 98 118 gi|219846533|ref|NR_026125.1 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 3565572 3565608 3 39 gi|219846532|ref|NR_026124.1 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 3565666 3565686 98 118 gi|219846532|ref|NR_026124.1 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 3567078 3567114 3 39 gi|219846531|ref|NR_026123.1 


strain NS 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
692312 Bacteria_16S 3567172 3567192 98 118 
strain NS 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrion 
692312 Bacteria_16S 3568584 3568620 3 39 gi 
strain ATCC 35912 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibriona 
692312 Bacteria_16S 3568678 3568698 98 118 gi 
strain ATCC 35912 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibriona 
692312 Bacteria_16S 3576243 3576263 98 118 gi 
strain WO-44C 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legio 
692312 Bacteria_16S 3577596 3577632 3 39 gi 
capsulatus strain 216 16S ribosomal RNA, complete sequenc 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiale 
692312 Bacteria_16S 3579060 3579096 3 39 gi 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial se 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; 
692312 Bacteria_16S 3586772 3586808 3 39 gi 
strain JB13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Met 
692312 Bacteria_16S 3612711 3612747 3 39 gi 
strain : CIP 7430 16S ribosomal RNA, partial sequence 
Proteobacteria; 
692312 Bacteria_16S 
strain NCFB 2890 
Firmicutes; Lactobacillales; 


Vibrion 
gi 


le 


le 


3614346 3614377 81 113 gi 


Carnobacteriaceae; Alloiococ 


219846564 
16S ribosomal RNA, partial sequence 3517327 35187 
occineae; 
219846537 
35572 


aceae; 


219846536 
35587 


3566301 35677 


aceae; 


219846531 
3566301 35677 


aceae; 


219846530 
35678 
Vibrionaceae; 
219846530 
35678 
Vibrionaceae; 
219846525 
3575389 35768 
nellaceae; 
219846524 
35769 
Bradyrhiz 
219846523 


Ss; 


Ss; 


2 
S; 


quence 


Rhizobiales; 
219846518 
3585997 35874 
hylococec 
219846497 
36119 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
219846496 
16S ribosomal RNA, partial sequence 3613485 36150 


cus. 


692312 Bacteria_16S 3627660 3627680 98 
strain NCTC 83785 16S ribosomal RNA, 


118 gi 
complete sequence 


219846487 


ref|NR_026156.1 
Microbacteriac 
ref |NR_026129.1 
98 3558733 Vibrio 


Vibrio. 
ref|NR_026128.1 
84 3560248 Vibrio 


Vibrio. 
ref |NR_026123.1 


Vibrio. 
ref |NR_026122.1 
07 3569262 Vibrio 
Vibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
Vibrio. 
ref|NR_026117.1 
Legionella. 
ref|NR_026116.1 
05 3578325 Blasto 
obiaceae; Bl 


797 
Bradyrhiz 


8 
° 


ref ed 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026089.1 
33 3613434 Aeromo 
Aeromonas. 

NR_026088.1 


ref 


Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 

8 Vibrio 

ionaceae; Vibrio. 
Vibrio 

8 Vibrio 

ionaceae; Vibrio. 
Vibrio nereis strain 

a; Proteobacteria; 


Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Vibrio cincinnatiensis 
cincinnatiensis 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Blastobacter 

bacter capsulatus 

astobacter. 
Blastobacter 

9 Blastobacter 

biaceae; Blastobacter. 
Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Aeromonas bestiarum 
nas bestiarum Bacteria; 


Alloiococcus otitis 


09 Alloiococcus otitis Bacteria; 


ref |NR_026079.1 


Neisseria gonorrhoeae 


3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


692312 Bacteria_16S 3629154 3629190 3 39 gi| 219846486 
strain DSM 50071 16S ribosomal RNA, complete sequence 36283 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
692312 Bacteria_16S 3633727 3633763 3 39 gi| 219846483 
succiniciproducens strain S411 16S ribosomal RNA, partial 
succiniciproducens Bacteria; Proteobacteria; Gammaproteob 
Anaerobiospirillum. 
692312 Bacteria_16S 


acteria; 


3647530 3647550 98 118 gi| 219846473 
strain Inkinen 16S ribosomal RNA, partial sequence 3646715 36481 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
692312 Bacteria_16S 3659739 3659775 3 39 gi|219846465 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 

frigidimarina Bacteria; Proteobacteria; Gammaproteobacter 
692312 Bacteria_16S 3662799 3662835 3 39 gi| 219846463 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacte 
692312 Bacteria_16S 3668918 3668954 3 39 gi| 219846458 
strain HK 204 16S ribosomal RNA, partial sequence 3668184 36696 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
692312 Bacteria_16S 3670425 3670461 3 39 gi| 219846457 
strain EN 101 16S ribosomal RNA, partial sequence 3669690 36711 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
692312 Bacteria_16S 3674946 3674982 3 39 gi|219846454 
strain 1846 16S ribosomal RNA, partial sequence 3674212 36756 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
692312 Bacteria_16S 3681124 3681160 3 39 gi| 219846450 
filamentus strain 215 16S ribosomal RNA, partial sequence 36803 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; 
692312 Bacteria_16S 3688624 3688672 3 Si gi|219846445 
strain VIS 16S ribosomal RNA, partial sequence 3687881 36893 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
692312 Bacteria_16S 3693169 3693205 3 39 gi 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Methyloc 
692312 Bacteria_16S 3699236 3699256 98 118 gi 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 36983 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
692312 Bacteria_16S 3702155 3702191 3 39 gi| 219846435 
strain C8ST5 16S ribosomal RNA, partial sequence 3701387 37028 


219846442 

36924 
occales; 
219846437 


P 


sequenc 


Helicob 


ia; Alte 


sequenc 
ria; Alt 


Flavoba 


M 


e 


e 


, 


ref 
74 3629910 Pseud 
seudomonadaceae 
ref 


Aeromonadales; 


ref 
55 Helicobacter 
acte 
ref 


romonadales; 
ref 


eromonadales; 
ref 
39 Erwinia persicina Bacteria; 
teri 
ref 
45 Brenneria nigrifluens Bacteria; 
teri 
ref 
66 Pantoea ananatis Bacteria; 
teri 
ref 
74 3681813 Polar 
cter 
ref 
47 Mycoplasma cottewii Bacteria; 


ref 
15 3693865 Methy 
ethy 
ref 
59 3699831 Desul 


ref 
64 Gelidibacter 


NR_026078.1 


NR_026075.1 
3633011 363447 


NR_026065.1 


raceae; Hel 
NR_026057.1 
3658961 366046 


NR_026055.1 
3662041 366352 
Co 
NR_026049.1 


aceae; Erwin 
NR_026048.1 


aceae; Brenn 
NR_026045.1 


aceae; Panto 
NR_026041.1 
i 
iaceae; Pola 
NR_026036.1 


NR_026033.1 
di 
lococcaceae; 
NR_026028.1 
£ 
sulfomicrobi 
NR_026026.1 


De 


Shewanellaceae; 


Pseudomonas aeruginosa 


omonas aeruginosa 
7 


Pseudomonas. 
Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Helicobacter salomonis 


salomonis Bacteria; 
icobacter. 


Shewanella 

5 Shewanella 

Shewanella. 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 
Erwinia persicina 


ia. 
Brenneria nigrifluens 


eria. 
Pantoea ananatis 


ea. 
Polaribacter 
bacter filamentus 
ribacter. 

Mycoplasma cottewii 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Gelidibacter algens 


algens Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

692312 Bacteria_16S 3703682 3703718 3 39 gi|219846434|ref|NR_026025.1| Riemerella 
anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 
anatipestifer Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 
692312 Bacteria_16S 3711177 3711213 3 39 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 3711272 3711292 98 118 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 3720147 3720183 3 39 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 3720242 3720262 98 118 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

692312 Bacteria_16S 3749623 3749659 3 39 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
strain A089 16S ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 3749717 3749737 98 r18 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
strain A089 16S ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 3760274 3760310 3 39 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
strain Co53T 16S ribosomal RNA, partial sequence 3759507 3761025 Borrelia coriaceae Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

692312 Bacteria_16S 3766300 3766336 3 39 gi| 219846387 |ref|NR_025978.1| Desulfovibrio 
acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulfovibrio acrylicus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
692312 Bacteria_16S 3766392 3766412 98 118 gi| 219846387 |ref|NR_025978.1| Desulfovibrio 
acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulfovibrio acrylicus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
692312 Bacteria_16S 3767803 3767823 98 118 gi|219846386|ref|NR_025977.1| Desulfovibrio 


gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 


3766971 376838 


7 Desulfovibrio 


GCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACCGCATTTGAAACTGGCA 
GGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGA 
CACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCG 
GAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
ATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACGTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAAC 
CGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCCAACCAGCGATGGTGAGC 
GAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGC TGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGCTCACCACTNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAGTCGAACGGGCATCTTCGGATGCCAGTGGCGCACGGG 
TGAGTAGCGCGTGACTGACCTGCCCCAAAGTCCTCGGATAACTGGCTGAAAGGTCAGCTAATACGGGATGTGCAGCATCCTCGTGTGGATGTTGTAAAGGCTATG 
ACCGCTTTGGGATGGGGTTGCGTTCCATCAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGACGGATCACCGGCCTGAGAGGGTGGCCGGTCACAGGGGCA 
CTGAGACACGGGTCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCCCAATGGACGAAAGTCTGAGGGAGCGACGCCGCGTGAGGGATGAAGGTTTTCGGAT 
CGTAAACCTCTGAATCTGGGACGAAAGACCGCGAAGAGCGGAGATGACGGTACCAGAGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCAAGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTACGCGGCCTGCCAAGTCTGGTTTTAAAGCCTGCGGCTCAACCGCAGAGATGGACTGGAGACTGG 
TAGGCTAGACCTCTGGAGAGAGAACTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATACCAGGAGGAACACCGATGGCGAAGGCAGGTTCTTGGACAGAAGGT 
GACGCTGAGGCGCGAAAGTGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGATGTACGTTGGCCTACAGCAGGATGCTGTTGTGGGCGA 
AGCTAACGCGATAAACGTACCGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCATGAACCCCTGAGAGATCAGGGGGTGCCCTTCGGGGAGCATGGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCTTCAGTTGCCAGCATTCAGTTGGGCACTCTGACGGGACTGCCTATGAAAGTAG 
GAGGAAGGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGCGCAGCCAACTCGCGAGAGTGAGCGA 
ATCGCCAAAAGCCATCCCCAGTTCAGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGTGGGTCAGCATACCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCACGGGAGTAAATTGCAGCTGAAACCGCCGGGAGCCGAAAGGCAGGCGTCTAGGCTGTGGTTCATGACTGGGGTGAAG 
TCGTAACAAGGTAACTGTACCGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTGGCNGCGTGCTT 
AACACATGCAAGTCGAACGCTGAAGCNTGGTGTTTTCACTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTNCCCNNNACTTCGGGATAANCT 
TGGGAAACTGGGTCTAATACCGGATATTCTGCGTGATCGTATGGTTGTGTAGGAAAGATTTTTTGGTAAGGGATGGGCTCGCGGCCTATCAGTTTGTTGGTGGGG 
TGATGGCCTACCAAGACGACGACGGGTAGCCGGCCTGAGAGGGCGACCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGGGNAACCCTGATGCANCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGTAAGTGACGGTACCTG 
CAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACTAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTTCGTAGGTGGTTTGTCGC 
GTCTGCTGTGGAAACGTGCCGCTTAACGGTGCGCGTGCAGTGGGTACGGGCGGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGTAAATGCG 
CAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CATGCCGTAAACGTTGGGCACTAGGTGTGGGGTCCATTCCACGGATTCTGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACTGGATCGNTGCA 
GAGATGTGGTTTTCTTTTTGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTC 
TATGTTGCCAGCACGTGATGGTGGGAACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCT 
TCACGCATGCTACAATGGCCGGTACAGAGGGTGGCGATACCGTGAGGTGGAGCGAATCTCTTAAAGCCGGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTACG 
TGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGA 
AGCCGGTGGCCTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGT 
AAGGCCCTTTCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATAT 
GAGCTCCTGCCGCATGGTGGGGGTTGGAAAGTTTTTCGGTGCAGGATGAGTCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGT 
AGCCGGCCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGGCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGC 
AGCGACCCCGCGTGGGGGATGACGGTCTTCGGATTGTAAACTCCTTTCAGTAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGCCAACTCCGTGC 
CAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCCCGTCGTCTGTGAAAATCCTCCAGCTCAA 
CTGGGGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG 
AAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGC GAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTG 
TGGGGTCCTTCCACGGATTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATATACAGGACGACGGCAGAGATGTCGTTTCCCTTGTGGCTTGTAT 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCTCATGTTGCCAGCACGTTATGGTGGGGAC 
TCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTTCACACATGCTACAATGGCTAGTACAGA 
GGGCTGCGAGACCGCGAGGTGGAGCGAATCCCTTAAAGCTAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACAGCCGAAGCCGGTGGCCTAACCCTTGTGGAGAGA 
GCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACTAGGTATCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAC 
GAACGCTGGCGGCGCGTCTTAAACATGCAAGTCGAACGGTAAGGAAGGAGCTTGCTCCTTTCTGAGAGTGGCGGACTGGTGAGTAACACGTGGGTGACATACCTT 
TTAGATGGGGATAGCTATTAGAAATAGTAGGTAATACCGAATGTGACCGTATCTGTTAGAGGGATACGAGGAAAGGAGCTAAGGCTTCGCTAAAAGAATGGCCCG 
CGGCCCATTATGCTCGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGGGTATCCGGCCTGAGAGGGTGGACGGACACATTGGGACTGAGATACGGCCCAGACT 
TCTACGGGAGGCAGCAGTTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGAAGAATGCCGAAAGGTTGTAAAATCCTTTTAAGCC 
TGAGGAATAAGCACAGTAGGGAATGATTGTGTGGTGACTGTAGGGCTTGAATAAGCACCGGCAAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCG 
TTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGATGAGCAAGCTTGGTGTGAAATGCTACAGCTTAACTGTGGGACAGCATTGAGAACTGCACATCTTGA 
ATTACTGAAGGGTAACTAGAATTCCACGTGTAGGGGTGAAATCTGTAGATATGTGGAAGAATACCAATGGCGAAGGCAAGTTACCGGCAGATAATTGACGCTGAG 
GTGCGAAAGTGCGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCGCACAGTAAACGATGTACACTAGGTGTCTGGCAACAAAGCTGGGTGCCAAAGCAAACGT 
GGTAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTNACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGGTACGCG 
AGGAACCTTACCTGGGTTTGACATAGTACTTAAGTTCGTAGAGATACGGATGCGTAGCAATACGAAGTACAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCG 
TGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTACTAACAGGTAATGCTTGAGGACTCTGGCGGAACTGCCGGTGACAAACCGGAGGAA 
GGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTAGCGACAGAGTGAAGCGAAGCCGCGAGGTGGAGCAAAACGCA 
GAAAAGCTATCGTAGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCATATCAGCACGATGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATCCGAGTAGAGGGTACCCGAAGTCGGTAGTCTAACCGCAAGGAGGACGNTGCCGAAGNTATGCTTTNTAAGGAGGGTGAAGT 
CGTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCNGGACGAACGCTGGCGGCGTGCTTAACACATGCAAG 
TCGAGCGNTGGAGTTCCTTCGGGGACGGATTAGCGGCAGACGGGTGAGTAACACGTGGGCAACCTACCTCGGAGTGGGGGATAACCTTCCGAAAGGGAGATTAAT 
ACCGCATAACATATTTTTTTACGCATGTGAGAAATATTAAAGATTTATTGCTTCGAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAG 
GCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGG 
AAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATTGTAAAACTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGTATGTAGGCGGATGCTTAAGTCAGATGTGAAATCCCCG 
GGCTCAACCTGGGGGCTGCATTTGAAACTGGGCATCTGGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACATC 


gabonensis Bacteria; Proteobacteria; 


Desulfovibrio. 
692312 Bacteria_16S 


3770820 3770840 98 


118 


strain R001 16S ribosomal RNA, partial sequence 


692312 Bacteria_16S 


putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


692312 Bacteria_16S 


franzmannii strain 301 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 
692312 Bacteria_16S 
strain S51-W 16S 


692312 Bacteria_16S 
strain 18323 16S 


692312 Bacteria_16S 


parapertussis strain 522 16S ribosomal RNA, partial sequence 
parapertussis Bacteria; 


692312 Bacteria_16S 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 
bronchiseptica Bacteria; 


692312 Bacteria_16S 


strain B62 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


692312 Bacteria_16S 


allosaccharophila strain CECT 4199 16S ribosomal RNA, p 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; 


Aeromonas. 
692312 Bacteria_16S 


acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequ 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
692312 Bacteria_16S 


Bacteroidetes; 


3775205 3775253 3 


3793356 3793392 3 


Flavobacteria; 


3796360 3796396 3 


3804017 3804037 98 


3805531 3805551 98 


Proteobacteria; 
3807045 3807065 98 


Proteobacteria; 


3809949 3809985 3 


3813105 3813141 3 


3820849 3820869 98 


3826959 3826979 98 


51 


39 


39 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


118 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


118 


Betaproteobacteria; 


118 


Betaproteobacteria; 


39 


complete sequence 


39 


118 


118 


strain CS1 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


692312 Bacteria_16S 


3835800 3835836 3 


39 


strain C-1 16S ribosomal RNA, partial sequence 


692312 Bacteria_16S 


3837330 3837366 3 


39 


strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; 
692312 Bacteria_16S 
pelophila strain 
Bacteria; 
692312 Bacteria_16S 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


hibernum Bacteria; 
692312 Bacteria_16S 


cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 
cellulolyticus Bacteria; 


692312 Bacteria_16S 


nitrofigilis strain CI 16S ribosomal RNA, partial sequence 


Bacteria; 
692312 Bacteria_16S 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


Arcobacter. 
692312 Bacteria_16S 


strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


692312 Bacteria_16S 
brockii subsp. 


692312 Bacteria_16S 
strain N 155 16S 


692312 Bacteria_16S 


UB-38 16S ribosomal RNA, partial sequence 


3838971 3838991 98 


3843462 3843498 3 


3852459 3852495 3 


Firmicutes; 


3869273 3869293 98 


3870784 3870804 98 


3875445 3875465 98 


3883098 3883134 3 


118 


4B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


39 


Flavobacteria; 


39 


Clostridia; 


118 


Proteobacteria; Epsilonproteobacteria; Campylobacterale 


118 


118 


39 


finnii strain AKo-1 16S ribosomal RNA, partial seq 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 


Thermoanaerobacteraceae; 


3889440 3889460 98 


3890977 3890997 98 


118 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


118 


finnii Bacteria; 


gi| 219846384 
3769978 37714 


gi| 219846380 


219846368 
37926 


gi 


gi| 219846366 
3795600 37970 


gi| 219846360 
3803146 38046 
gi| 219846359 
Burkh 


gi|219846358 


gi| 219846356 
3809177 38107 


gi|219846354 


gi| 219846349 


Camp 


gi|219846345 
3826129 38276 


gi| 219846338 
3835060 38365 


gi|219846337 
3836584 38380 


219846336 
38381 
Pis 
219846333 


gi 


gi 
Flavobacteriales 


gi| 219846327 


Clostridiales; R 
gi|219846316 
38684 


gi|219846315 


Ca 


gi| 219846312 


gi|219846307 


Thermoanaerobact 
gi|219846302 
3888563 38900 


Flavobacteriaceae; 


artial sequence 


Helicobacteraceae; 


Firmicutes; 


ref|NR_025975.1 
Ralstonia. 
ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025959.1 


Pola 
ref|NR_025957.1 
Colwellia. 
ref|NR_025951.1 
Bordetella. 
ref|NR_025950.1 

3804660 380612 
olderiales; Alca 
ref |NR_025949.1 

3806174 380763 


ref |NR_025947.1 


ref|NR_025945.1 
381232 


Aeromonadales; 


ref 
ence 


NR_025940.1 
382000 


ref |NR_025935.1 
02 Helicobacter 
ref |NR_025928.1 
Halomonas 
ref|NR_025927.1 
Halomonas 
ref |NR_025926.1 
cirickettsiaceae 
ref |NR_025923.1 


ref|NR_025917.1 


uminococcaceae; 
ref |NR_025906.1 


ref|NR_025905.1 
3869930 387139 
mpylobacterales; 
ref |NR_025902.1 
Neisseria. 
ref |NR_025897.1 
uence 
Clostridia; 
er. 
ref |NR_025892.1 


Neisseria. 


gi| 219846301 


Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 


ref|NR_025891.1 


Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Mycoplasma 
7 Mycoplasma 


Polaribacter 


06 3794045 Polaribacter franzmannii 


ribacter. 
Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 


Burkholderiales; Alcaligenaceae; Bordetella. 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 
Pseudomonas. 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Helicobacter 
8 3821492 Helicobacter 


ylobacterales; Helicobacteraceae; 


Helicobacter felis 


felis Bacteria; 
Helicobacter. 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Thiomicrospira 


14 3839581 Thiomicrospira pelophila 


; Thiomicrospira. 
Flavobacterium 


3842717 3844177 Flavobacterium 
; Flavobacteriaceae; 


Flavobacterium. 
Acetivibrio 


3851732 3853195 Acetivibrio 
Acetivibrio. 


Arcobacter 


19 3869879 Arcobacter nitrofigilis 
s; Campylobacteraceae; 


Arcobacter. 
Arcobacter 

1 Arcobacter 
Campylobacteraceae; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Thermoanaerobacter 


3882338 3883860 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Kingella oralis strain 


3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 


692312 Bacteria_16S 3892413 3892449 3 39 gi|219846300|ref|NR_025890.1]| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

692312 Bacteria_16S 3898685 3898705 98 118 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

692312 Bacteria_16S 3900161 3900181 98 118 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

692312 Bacteria_16S 3906162 3906198 3 39 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

692312 Bacteria_16S 3915181 3915217 3 39 gi|219846284|ref|NR_025874.1| Borrelia tanukii 


strain Hk501 16S 
Spirochaetes; 


Spirochaetales; 


Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi gro 

692312 Bacteria_16S 3916597 3916633 3 39 gi| 219846283 |ref|NR_025873.1 

Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacter 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

692312 Bacteria_16S 3933576 3933612 3 39 gi|219846271|ref|NR_025861.1 


strain HT31 16S r 
Spi 
692312 Bacteria_16S 
strain BN 126 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
692312 Bacteria_16S 


Spirochaetes; 


strain DSS12 16S 
Proteobacteria; 


strain IAM 12670 
Proteobacteria; 


centenum strain I 


centenum Bacteria 


Rhodospirillum. 


692312 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


692312 Bacteria_16S 


strain CL-SP19 16 
Proteobacteria; 


strain KMM 6020 1 
Bacteroidetes; Fl 


692312 Bacteria_16S 
KMM 6031 16S ribo 


Flavobacteria; Fl 


692312 Bacteria_16S 
strain 25-4 16S r 
G 
692312 Bacteria_16S 


Proteobacteria; 


lipolyticum strai 
Bacteria; Proteob 


692312 Bacteria_16S 


lipolyticum strai 
Bacteria; Proteob 


692312 Bacteria_16S 


strain 848 16S ri 
Proteobacteria; 


strain R22 16S ri 
Proteobacteria; 


strain KMM 3944 1 
Bacteroidetes; Fl 


692312 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


692312 Bacteria_16S 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 


thalassocola Bact 
Winogradskyella. 


G 
692312 Bacteria_16S 


B 
692312 Bacteria_16S 


G 
692312 Bacteria_16S 


G 
692312 Bacteria_16S 


G 
692312 Bacteria_16S 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia. 
3940783 3940819 3 39 gi 
ribosomal RNA, partial sequence 


3951065 3951101 3 39 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
3973530 3973550 98 118 


gi 


Ss 
gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
4002804 4002840 3 39 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 
4002898 4002918 98 118 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 
4008834 4008870 3 39 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
4010368 4010404 3 39 gi 
bosomal RNA, partial sequence 


an 


nc 
le 


nc 
le 


avobacteria; Flavobacteriales; Flavobact 
4014881 4014917 3 39 gi 
KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 


4016360 4016396 3 39 gi 


ob 


eria; Bacteroidetes; Flavobacteria; 


bi 
219846258 
3950287 39517 
he 
219846243 
16S ribosomal RNA, partial sequence 3972687 39741 


3914434 39158 


3932829 39341 


219846265 
3940082 39414 


aceae; 


wanell 


etaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
3977797 3977833 3 39 gi|219846240|ref|NR_025830.1 

AM 14193 16S ribosomal RNA, partial sequence 3977072 397838 

; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodosp 
3982002 3982038 3 39 gi| 219846237 |ref|NR_025827.1 

6S ribosomal RNA, partial sequence 3981260 39826 

avobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 
3983491 3983527 3 39 gi|219846236|ref|NR_025826.1 

S ribosomal RNA, partial sequence 3982735 39841 

ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
3987949 3987985 3 39 gi|219846233|ref|NR_025823.1 

6S ribosomal RNA, partial sequence 3987206 39886 

avobacteria; Flavobacteriales; Flavobacteriaceae; Aquimarina. 
3990915 3990951 3 39 gi|219846231|ref|NR_025821.1 


somal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacte 
avobacteriales; Flavobacteriaceae; Pibocella. 
3999928 3999948 98 118 gi|219846225|ref|NR_025815.1 


3999120 40005 


thomon 


219846223 


400 
vib 


e 
S; 


219846223 


400 
vib 


2 
S; 


219846217 
4008054 400 
omonadac 
219846216 
4009610 401 


ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
4013402 4013438 3 39 gi|219846214|ref|NR_025804.1 
6S ribosomal RNA, partial sequence 4012648 40140 


eriace 


219846213 
eq 


uence 
acteri 


219846212 


Flavobacteriales; 


ref|NR_025855.1 


Afife 
ref 


lla. 
NR_025848.1 


Shewanella 
NR_025833.1 


aceae; 


ref 


adaceae; Silanimon 
ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025807.1 


20 
ri 


20 
ri 


95 
ea Aeromonas. 


NR_025806.1 


e; 
ref 
10 


; Winogradskyell 
ref|NR_025803.1 

4014130 401555 
es; Flavobacteri 


ae 


al 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 

Photobacterium 
acterium lipolyticum 
cterium. 
Photobacterium 
acterium lipolyticum 
cterium. 

Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 

Winodgradskyella 

6 Winodgradskyella 
aceae; Winogradskyella. 


ref|NR_025802.1 
4015607 401703 
Flavobacte 


Winogradskyella 
5 Winogradskyella 
riaceae; 


692312 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


692312 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


692312 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


692312 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
692312 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


692312 Bacteria_16S 


strain SW-117 16S 
Proteobacteria; G 


692312 Bacteria_16S 


HDS1-1 16S riboso 
Gammaproteobacter 


692312 Bacteria_16S 


HDS1-1 16S riboso 
Gammaproteobacter 


692312 Bacteria_16S 4055694 4055730 3 39 gi| 219846183 |ref|NR_025773.1 
strain SS20 16S ribosomal RNA, partial sequence 4054980 40563 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
692312 Bacteria_16S 4057180 4057216 3 39 gi|219846182|ref|NR_025772.1 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microb 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
692312 Bacteria_16S 4060316 4060336 98 118 gi|219846180|ref|NR_025770.1 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 406093 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxal 
692312 Bacteria_16S 4061703 4061739 3 39 gi|219846178|ref|NR_025768.1 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
692312 Bacteria_16S 4064907 4064927 98 118 gi|219846176|ref|NR_025766.1 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
692312 Bacteria_16S 4066431 4066451 98 118 gi|219846175|ref|NR_025765.1 


strain SEBR 2582 


mal RNA, partial sequence 


mal RNA, partial sequence 


4019388 4019424 3 39 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ue 
a; 


4020934 4020970 3 39 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ue 
a; 


4022477 4022513 3 39 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacteri 
4027046 4027089 70 114 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacteri 
4028517 4028553 3 39 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
4030066 4030102 3 39 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
4046771 4046807 3 39 


gi 


She 


gi 


She 


gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
4046865 4046885 98 118 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfov 
692312 Bacteria_16S 4086123 4086159 3 39 gi|219846162 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40868 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntr 
692312 Bacteria_16S 4086218 4086238 98 118 gi| 219846162 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40868 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntr 
692312 Bacteria_16S 4087689 4087725 3 39 gi|219846161 
strain KMM 3951 16S ribosomal RNA, partial sequence 4086933 40883 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
692312 Bacteria_16S 4089180 4089216 3 39 gi|219846160 


eq 


eq 


219846210 


nce 


219846209 


nce 


219846208 
uence 
Pseud 


a; 


219846205 
uence 
Desul 


a; 


219846204 
4027757 40292 
wanellac 
219846203 
4029306 40308 
wanellac 
219846189 
4045996 4047515 Vi 


219846189 
4045996 4047515 Vi 


16S ribosomal RNA, partial sequence 4065569 40 


strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 40 


Bacteroidetes; 


Flavobacteria; 
692312 Bacteria_16S 


Flavobact 


gi 


Flavobacteriales; 
4090669 4090705 3 39 


eriac 


219846159 


strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 40 


Bacteroidetes; 


sedimenticola str 
sedimenticola Bac 


tainanensis strai 
Bacteria; Proteob 


HT 2-1 16S riboso 
Gammaproteobacter 


692312 Bacteria_16S 
HT 2-1 16S ribosomal RNA, partial sequence 


Flavobacteria; 
692312 Bacteria_16S 
ain KMM 3903 16S ribosomal RNA, partia 
teria; 
692312 Bacteria_16S 

n S1 16S ribosomal RNA, 
acteria; Betaproteobacteria; Neisseria 
692312 Bacteria_16S 


Flavobact 


gi 


Flavobacteriales; 
4092167 4092203 3 39 
ue 
Bacteroidetes; Flavobacteria; Fla 
4101082 4101102 98 118 gi 
complete sequenc 
le 
4103996 4104032 3 


39 gi 


eriac 


219846158 


seque 


vobac 
219846152 


41 
Ne 


2 
Ss; 


219846150 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


mal RNA, partial sequence 4103238 4104753 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4104090 4104110 98 118 gi| 219846150 


Alteromonad 


Alteromonad 


bri 


bri 


669 


898 
eae 


913 
eae 


nce 
ter 


002 
iss 


ref|NR_025800.1 
4018632 402012 
ales; Altero 


ref|NR_025799.1 
4020178 402167 
ales; Altero 


ref|NR_025798.1 
4021723 402321 
omonadales; Mora 


ref|NR_025795.1 

4026183 402770 
fobacterales; De 
ref|NR_025794.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


Shewanella. 
NR_025779.1 
urae Bacteri 


eae; 
ref 
oO ez 


ref 
Oo ez 


NR_025779.1 
urae Bacteri 


84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025752.1 


opho: 
ref 


monas. 
NR_025752.1 


opho: 
ref 


monas. 
NR_025751.1 
7 Ma 
ref 


ribacter. 
NR_025750.1 
; Ma 
ref 


ribacter. 
NR_025749.1 
; Maribacter. 
ref|NR_025748.1 

4091411 409284 
iales; Flavobact 
ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025740.1 
o gallicus Bacte 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Desulfatibacillum 
6 Desulfatibacillum 


sulfobacteraceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 
Ss. 


Microbulbifer 

ulbifer maritimus 
Microbulbifer. 
Duganella 

7 Duganella 
obacteraceae; Duganella. 
Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 
Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 

9 Maribacter 

eriaceae; Maribacter. 
Chitinibacter 

ibacter tainanensis 
ibacter. 

Vibrio gallicus strain 
ria; Proteobacteria; 


ref|NR_025740.1 


Vibrio gallicus strain 


4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 


692312 Bacteria_16S 


4114682 4114718 3 


39 gi|219846141 


ref|NR_025731.1| Ulvibacter litoralis 


strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

692312 Bacteria_16S 4162386 4162422 3 39 gi|219846106|ref|NR_025696.1| Algibacter lectus 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

692312 Bacteria_16S 4169908 4169944 3 39 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

692312 Bacteria_16S 4176183 4176203 98 118 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

692312 Bacteria_16S 4177668 4177688 98 118 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
692312 Bacteria_16S 4179140 4179176 3 39 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

692312 Bacteria_16S 4186759 4186795 3 39 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 4186853 4186873 98 118 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

692312 Bacteria_16S 4191368 4191404 3 39 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

692312 Bacteria_16S 4192890 4192926 3 39 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

692312 Bacteria_16S 4194510 4194530 98 118 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 


strain LMG 5906 1 


6S ribosomal RNA, partial sequence 4193672 41950 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
692312 Bacteria_16S 4206427 4206462 78 114 gi|219846071 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Ch 
Thioalkalivibrio. 

692312 Bacteria_16S 4207849 4207885 3 39 gi|219846070 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales 
Sedis; Carboxydocella. 

692312 Bacteria_16S 4226179 4226215 3 39 gi|219846051 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 42268 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
692312 Bacteria_16S 4227651 4227687 3 39 gi| 219846050 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 42283 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
692312 Bacteria_16S 4229123 4229159 3 39 gi|219846049 
strain SW49 16S ribosomal RNA, partial sequence 4228378 42297 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
692312 Bacteria_16S 4245710 4245746 3 39 gi| 219722938 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 42463 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
692312 Archaea_16S 43493 43529 3 39 gi| 254971297 
denitrificans S1 16S ribosomal RNA, partial sequence 42769 44237 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; H 
692312 Archaea_16S 46531 46567 3 39 gi| 254971295 
Ma-2.38 16S ribosomal RNA, partial sequence 45807 47276 Halof 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 
692312 Archaea_16S 112562 112598 3 39 gi| 254971294 
ATCC 33500 16S ribosomal RNA, partial sequence 111838 11330 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
692312 Archaea_16S 115579 115615 3 39 gi|254971291 
ZJ206 16S ribosomal RNA, partial sequence 114855 116327 Halof 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 
692312 Archaea_16S 121614 121650 3 39 gi| 254971286 
sulfurifontis M6 16S ribosomal RNA, partial sequence 120909 12231 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; H 
692312 Archaea_16S 123072 123108 3 39 gi| 254971285 


Kerstersia. 

NR_025661.1 
4205616 420703 

romatiales; Ecto 


ae; 
ref 


ref|NR_025660.1 
4207086 420854 


Clostridiales 


, 


ref |NR_025641.1 


; Ae 
ref 


quorivita. 
NR_025640.1 
; Ae 
ref 


quorivita. 
NR_025639.1 


85 Kerstersia gyiorum Bacteria; 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


; Aequorivita. 
ref|NR_024570.1| Escherichia coli 
83 Escherichia coli Bacteria; 
teriaceae; Escherichia. 
ref|NR_028215.1] Haloferax 

Haloferax denitrificans Archaea; 
aloferax. 
ref|NR_028213.1| Haloferax gibbonsii 
erax gibbonsii Archaea; Euryarchaeota; 
ref|NR_028212.1| Haloferax mediterranei 
9 Haloferax mediterranei ATCC 33500 
iaceae; Haloferax. 
ref|NR_028209.1| Haloferax larsenii 
erax larsenii Archaea; Euryarchaeota; 
ref|NR_028204.1] Haloferax 
7 Haloferax sulfurifontis Archaea; 
aloferax. 
ref|NR_028203.1| Haloferax volcanii DS 


2 16S ribosomal RNA, partial sequence 122368 123771 Haloferax volcanii Archaea; Euryarchaeota; 


Halobacteria; 


Halobacteriales; 


Halobacteriaceae; 


Haloferax. 


692312 Archaea_16S 143933 143969 3 39 gi|254971269|ref|NR_028187.1| Halobacterium 
noricense Al 16S ribosomal RNA, partial sequence 143230 144663 Halobacterium noricense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

692312 Archaea_16S 166485 166521 3 39 gi|254971254|ref|NR_028172.1| Halorhabdus utahensis 
AX-2 16S ribosomal RNA, partial sequence 165778 167199 Halorhabdus utahensis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorhabdus. 

692312 Archaea_16S 176840 176876 3 39 gi|254971247|ref|NR_028165.1| Haloferax prahovense 
TL6 16S ribosomal RNA, partial sequence 176132 177566 Haloferax prahovense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

692312 Archaea_16S 185833 185869 3 39 gi|254971240|ref|NR_028158.1| Haloferax lucentense 
Aa 2.2 16S ribosomal RNA, partial sequence 185109 186581 Haloferax lucentense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

692312 Archaea_16S 194692 194728 3 39 gi|254971233|ref|NR_028151.1| Haloferax alexandrinus 
TM 16S ribosomal RNA, partial sequence 193968 195439 Haloferax alexandrinus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

692312 Archaea_16S 202144 202180 3 39 gi|219878416|ref|NR_025555.1| Halobacterium 
salinarum strain 91-R6 16S ribosomal RNA, partial sequence 201441 202874 Halobacterium salinarum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

692312 Archaea_16S 3739 3776 2 39 gi|265678906|ref|NR_029214.1| Thermofilum pendens 
strain Hvv3, DSM 2475 16S ribosomal RNA, partial sequence 2983 4491 Thermofilum pendens Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermofilaceae; Thermofilum 

692312 Archaea_16S 45011 45060 3 52 gi|254971296|ref|NR_028214.1| Natrialba asiatica 
172P1 16S ribosomal RNA, partial sequence 44288 45756 Natrialba asiatica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

692312 Archaea_16S 85320 85353 3 36 gi|254971317|ref|NR_028235.1| Thermoplasma 
acidophilum 122-1B2 16S ribosomal RNA, partial sequence 84597 86067 Thermoplasma acidophilum 
Archaea; Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

692312 Archaea_16S 146921 146954 3 36 gi|254971267|ref|NR_028185.1| Thermoplasma volcanium 
GSS1 16S ribosomal RNA, partial sequence 146236 147646 Thermoplasma volcanium Archaea; 
Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

692312 Archaea_16S 5229 5265 3 39 gi| 265678837 |ref|NR_029142.1| Natronorubrum 
sulfidifaciens strain AD2 16S ribosomal RNA, partial sequence 4542 5942 Natronorubrum 
sulfidifaciens Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 
692312 Archaea_16S 6678 6714 3 39 gi|265678836|ref|NR_029141.1| Natronorubrum aibiense 
strain 7-3 16S ribosomal RNA, partial sequence 5993 7388 Natronorubrum aibiense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

692312 Archaea_16S 11152 11188 3 39 gi|265678819|ref|NR_029124.1| Natrialba taiwanensis 
strain Bl 16S ribosomal RNA, partial sequence 10428 11897 Natrialba taiwanensis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

692312 Archaea_16S 22960 22996 3 39 gi| 265678632 |ref|NR_028937.1| Archaeoglobus 
profundus strain AV18 16S ribosomal RNA, partial sequence 22211 23710 Archaeoglobus profundus 
Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

692312 Archaea_16S 33126 33162 3 39 gi|265678476|ref|NR_028779.1| Methanobrevibacter 
acididurans strain ATM 16S ribosomal RNA, partial sequence 32399 33757 Methanobrevibacter acididurans 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobrevibacter. 
692312 Archaea_16S 52562 52598 3 39 gi|254971282|ref|NR_028200.1| Halococcus 
qingdaonensis CM5 16S ribosomal RNA, partial sequence 51837 53312 Halococcus qingdaonensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

692312 Archaea_16S 54080 54116 3 39 gi|254971246|ref|NR_028164.1| Methanocella 
paludicola SANAE 16S ribosomal RNA, partial sequence 53363 54799 Methanocella paludicola SANAE 
Archaea; Euryarchaeota; Methanomicrobia; Methanocellales; Methanocellaceae; Methanocella. 

692312 Archaea_16S 57050 57086 3 39 gi|254971337|ref|NR_028255.1| Natronococcus occultus 
SP4 16S ribosomal RNA, partial sequence 56331 57794 Natronococcus occultus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

692312 Archaea_16S 60024 60060 3 39 gi|254971335|ref|NR_028253.1| Methanoculleus 
palmolei DSM 4273 16S ribosomal RNA, partial sequence 59325 60755 Methanoculleus palmolei 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 

692312 Archaea_16S 61531 61567 5 39 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

692312 Archaea_16S 98878 98914 3 39 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
JCM 9060 16S ribosomal RNA, partial sequence 98155 99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

692312 Archaea_16S 100396 100432 3 39 gi|254971305|ref|NR_028223.1| Natronobacterium 
gregoryi SP2 16S ribosomal RNA, partial sequence 99673 101139 Natronobacterium gregoryi Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronobacterium. 

692312 Archaea_16S 109492 109528 3 39 gi|254971299|ref|NR_028217.1| Natronococcus 
amylolyticus Ah-36 16S ribosomal RNA, partial sequence 108766 110239 Natronococcus amylolyticus 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

692312 Archaea_16S 114081 114113 3 35 gi|254971292|ref|NR_028210.1| Ferroplasma 
cupricumulans BH2 16S ribosomal RNA, partial sequence 113360 114804 Ferroplasma cupricumulans 
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692312 Archaea_16S 74869 74904 3 38 gi|254971324|ref|NR_028242.1| Methanosaeta concilii 
Opfikon 16S ribosomal RNA, partial sequence 74149 75620  Methanosaeta concilii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 

692312 Archaea_16S 187333 187368 3 38 gi|254971239|ref|NR_028157.1| Methanosaeta 
thermophila PT 16S ribosomal RNA, partial sequence 186632 188034 Methanosaeta thermophila PT Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 

692312 Archaea_16S 14065 14099 1 35 gi|265678781|ref|NR_029086.1| Methanocorpusculum 
labreanum strain Z 16S ribosomal RNA, partial sequence 13367 14775 Methanocorpusculum labreanum 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanocorpusculaceae; Methanocorpusculum. 
692312 Archaea_16S 37431 37464 2 35 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 
strain IC-059 16S ribosomal RNA, partial sequence 36706 38182 Vulcanisaeta souniana Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Vulcanisaeta. 

692312 Archaea_16S 38976 39013 2 39 gi| 265678307 |ref|NR_028609.1| Sulfolobus tokodaii 
strain 7 16S ribosomal RNA, partial sequence 38233 39727 Sulfolobus tokodaii Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

692312 Archaea_16S 70385 70422 2 39 gi|254971328|ref|NR_028246.1| Acidianus brierleyi 
DSM 1651 16S ribosomal RNA, partial sequence 69647 71106 Acidianus brierleyi Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

692312 Archaea_16S 71883 71920 2 39 gi|254971327|ref|NR_028245.1| Acidianus infernus 
So4a 16S ribosomal RNA, partial sequence 71157 72584  Acidianus infernus Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

692312 Archaea_16S 103426 103463 2 39 gi|254971303|ref|NR_028221.1| Acidianus ambivalens 
LEI 10 16S ribosomal RNA, partial sequence 102701 104162 Acidianus ambivalens Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

692312 Archaea_16S 729 765 3 39 gi|265679008|ref|NR_029316.1| Sulfophobococcus 
zilligii strain Kl 16S ribosomal RNA, partial sequence a: 1463 Sulfophobococcus zilligii 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Sulfophobococcus. 

692312 Archaea_16S 12626 12662 3 39 gi| 265678817 |ref|NR_029122.1| Methanococcoides 
alaskense strain AK-5 16S ribosomal RNA, partial sequence 11948 13316 Methanococcoides alaskense 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanococcoides. 

692312 Archaea_16S 15514 15550 3 39 gi| 265678754 |ref|NR_029059.1| Palaeococcus 
helgesonii strain PI1 16S ribosomal RNA, partial sequence 14826 16263 Palaeococcus helgesonii 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

692312 Archaea_16S 17045 17081 3 39 gi|265678750|ref|NR_029055.1| Thermococcus aegaeus 
strain P5 16S ribosomal RNA, partial sequence 16314 17766 Thermococcus aegaeus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

692312 Archaea_16S 18541 18577 3 39 gi| 265678749 |ref|NR_029054.1| Pyrococcus horikoshii 
strain JA-1 16S ribosomal RNA, partial sequence 17817 19270 Pyrococcus horikoshii Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 

692312 Archaea_16S 20002 20038 3 39 gi|265678748|ref|NR_029053.1| Pyrococcus glycovorans 
strain AL585 16S ribosomal RNA, partial sequence 19321 20728 Pyrococcus glycovorans Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 

692312 Archaea_16S 21518 21554 3 39 gi|265678650|ref|NR_028955.1| Ignicoccus hospitalis 
strain Kin4-I 16S ribosomal RNA, partial sequence 20779 22160 Ignicoccus hospitalis Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Ignicoccus. 

692312 Archaea_16S 25907 25943 3 39 gi|265678611|ref|NR_028916.1| Ignicoccus pacificus 
strain LPC33 16S ribosomal RNA, partial sequence 25191 26521 Ignicoccus pacificus Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Ignicoccus. 

692312 Archaea_16S 27318 27354 5 39 gi| 265678572 |ref|NR_028877.1]| Staphylothermus 
hellenicus strain P8 16S ribosomal RNA, partial sequence 26572 27943 Staphylothermus hellenicus 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Staphylothermus. 

692312 Archaea_16S 30150 30186 3 39 gi| 265678552 |ref|NR_028856.1| Methanoculleus 
submarinus strain Nankai-1 16S ribosomal RNA, partial sequence 29453 30847 Methanoculleus 
submarinus Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; 
Methanoculleus. 

692312 Archaea_16S 31632 31668 3 39 gi| 265678527 |ref|NR_028831.1| Archaeoglobus 
veneficus strain SNP 6 16S ribosomal RNA, partial sequence 30898 32348 Archaeoglobus veneficus 
Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

692312 Archaea_16S 34531 34563 3 35 gi|265678399|ref|NR_028701.1| Methanocaldococcus 
vulcanius strain M7 16S ribosomal RNA, partial sequence 33808 35231 Methanocaldococcus vulcanius 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

692312 Archaea_16S 40508 40544 3 39 gi|254971315|ref|NR_028233.1| Halomicrobium katesii 
Al-5 16S ribosomal RNA, partial sequence 39778 41196 Halomicrobium katesii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halomicrobium. 

692312 Archaea_16S 41971 42003 3 35 gi|254971311|ref|NR_028229.1| Haloarcula amylolytica 
BD-3 16S ribosomal RNA, partial sequence 41247 42718 Haloarcula amylolytica Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

692312 Archaea_16S 49574 49606 3 35 gi|254971288|ref|NR_028206.1| Halorubrum 
alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 48850 50320 Halorubrum alkaliphilum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

692312 Archaea_16S 51063 51099 3 39 gi|254971284|ref|NR_028202.1| Methanobacterium 
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692312 Archaea_16S 77899 77935 3 39 gi|254971322|ref|NR_028240.1| Methanoplanus 
petrolearius SEBR 4847 16S ribosomal RNA, partial sequence 77203 78631 Methanoplanus petrolearius 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoplanus. 

692312 Archaea_16S 79410 79446 3 39 gi|254971321|ref|NR_028239.1| Thermococcus zilligii 
AN1 16S ribosomal RNA, partial sequence 78682 80132 Thermococcus zilligii Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

692312 Archaea_16S 80905 80941 3 39 gi|254971320|ref|NR_028238.1| Methanolobus taylorii 
GS-16 16S ribosomal RNA, partial sequence 80183 81601 Methanolobus taylorii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanolobus. 

692312 Archaea_16S 82374 82410 3 39 gi|254971319|ref|NR_028237.1| Methanolobus 
oregonensis WAL1 16S ribosomal RNA, partial sequence 81652 83071 Methanolobus oregonensis Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanolobus. 

692312 Archaea_16S 83845 83881 3 39 gi|254971318|ref|NR_028236.1| Methanosphaera 
stadtmanae DSM 3091 16S ribosomal RNA, partial sequence 83122 84546 Methanosphaera stadtmanae 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanosphaera. 

692312 Archaea_16S 86842 86874 3 35 gi|254971316|ref|NR_028234.1| Haloarcula japonica 
TR-1 16S ribosomal RNA, partial sequence 86118 87589 Haloarcula japonica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

692312 Archaea_16S 92852 92888 3 39 gi|254971310|ref|NR_028228.1| Methanobacterium 
alcaliphilum WeN4 16S ribosomal RNA, partial sequence 92166 93578 Methanobacterium alcaliphilum 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 
692312 Archaea_16S 107973 108005 3 35 gi|254971300|ref|NR_028218.1]| Haloarcula 
argentinensis arg-1 16S ribosomal RNA, partial sequence 107249 108715 Haloarcula argentinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

692312 Archaea_16S 111021 111057 3 39 gi|254971298|ref|NR_028216.1| Thermococcus 
kodakarensis KOD1 16S ribosomal RNA, partial sequence 110290 111787 Thermococcus kodakarensis KOD1 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

692312 Archaea_16S 127590 127622 3 35 gi|254971280|ref|NR_028198.1| Halorubrum tibetense 
8W8 16S ribosomal RNA, partial sequence 126867 128336 Halorubrum tibetense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

692312 Archaea_16S 129102 129138 3 39 gi|254971279|ref|NR_028197.1| Thermococcus 
waiotapuensis WT1l 16S ribosomal RNA, partial sequence 128387 129829 Thermococcus waiotapuensis 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

692312 Archaea_16S 130590 130626 3 39 gi|254971278|ref|NR_028196.1| Thermococcus stetteri 
K-3 16S ribosomal RNA, partial sequence 129880 131321 Thermococcus stetteri Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

692312 Archaea_16S 132083 132119 3 39 gi|254971277|ref|NR_028195.1| Thermococcus siculi 
RG-20 16S ribosomal RNA, partial sequence 131372 132813 Thermococcus siculi Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

692312 Archaea_16S 133580 133616 3 39 gi|254971276|ref|NR_028194.1| Thermococcus profundus 
DT5432 16S ribosomal RNA, partial sequence 132864 134310 Thermococcus profundus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

692312 Archaea_16S 135074 135110 3 39 gi|254971275|ref|NR_028193.1| Thermococcus 
peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 134361 135805 Thermococcus peptonophilus JCM 
9653 Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 
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P-4 16S ribosoma 
Euryarchaeota; T 


1 RNA, partial sequence 
hermococci; Thermococcales; 


Thermococcus. 


135856 137291 Thermococcus pacificus Archaea; 
Thermococcaceae; 


692312 Archaea_16S 138056 138092 3 39 gi|254971273|ref|NR_028191.1| Thermococcus 
gorgonarius W-12 16S ribosomal RNA, partial sequence 137342 138786 Thermococcus gorgonarius Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

692312 Archaea_16S 141025 141057 3 35 gi|254971271|ref|NR_028189.1| Halorubrum ejinorense 
EJ-32 16S ribosomal RNA, partial sequence 140308 141711 Halorubrum ejinorense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

692312 Archaea_16S 148392 148428 3 39 gi|254971266|ref|NR_028184.1| Methanimicrococcus 
blatticola PA 16S ribosomal RNA, partial sequence 147697 149149 Methanimicrococcus blatticola 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanimicrococcus. 
692312 Archaea_16S 151400 151436 3 39 gi|254971264|ref|NR_028182.1| Methanosarcina 
semesiae MD1 16S ribosomal RNA, partial sequence 150703 152151 Methanosarcina semesiae Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanosarcina. 

692312 Archaea_16S 155942 155978 3 39 gi|254971261|ref|NR_028179.1| Thermococcus 
thioreducens OGL-20P 16S ribosomal RNA, partial sequence 155248 156699 Thermococcus thioreducens 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

692312 Archaea_16S 161974 162010 3 39 gi|254971257|ref|NR_028175.1| Methanobacterium 
congolense C 16S ribosomal RNA, partial sequence 161275 162727 Methanobacterium congolense Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

692312 Archaea_16S 167970 168006 3 39 gi|254971253|ref|NR_028171.1| Methanobacterium 
oryzae FPi 16S ribosomal RNA, partial sequence 167250 168695 Methanobacterium oryzae Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

692312 Archaea_16S 169452 169484 3 35 gi|254971252|ref|NR_028170.1| Halogeometricum 
borinquense DSM 11551 16S ribosomal RNA, partial sequence 168746 170196 Halogeometricum borinquense 
DSM 11551 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halogeometricum. 
692312 Archaea_16S 175359 275395. 3 39 gi|254971248|ref|NR_028166.1| Archaeoglobus infectus 
Arc51 16S ribosomal RNA, partial sequence 174670 176081 Archaeoglobus infectus Archaea; 
Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

692312 Archaea_16S 184311 184343 3 35 gi|254971241|ref|NR_028159.1| Haloarcula hispanica 
Y-27 16S ribosomal RNA, partial sequence 183587 185058 Haloarcula hispanica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

692312 Archaea_16S 190242 190278 3 39 gi|254971236|ref|NR_028154.1| Thermococcus 
acidaminovorans AEDII10 16S ribosomal RNA, partial sequence 189527 190952 Thermococcus acidaminovorans 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

692312 Archaea_16S 193184 193220 3 39 gi|254971234|ref|NR_028152.1| Methanoculleus 
chikugoensis MG62 16S ribosomal RNA, partial sequence 192488 193917 Methanoculleus chikugoensis 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 

692312 Archaea_16S 197685 197721 3 39 gi|254971231|ref|NR_028149.1| Palaeococcus 
ferrophilus DMJ 16S ribosomal RNA, partial sequence 196978 198386 Palaeococcus ferrophilus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

692312 Archaea_16S 199151 199187 3 39 gi|254971230|ref|NR_028148.1| Methanocalculus strain 
MHT-1 16S ribosomal RNA, partial sequence 198437 199866 Methanocalculus pumilus Archaea; 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Genera incertae sedis; Methanocalculus. 

692312 Archaea_16S 203623 203659 3 39 gi|219878164|ref|NR_025303.1| Methanosarcina barkeri 
strain DSM 800 16S ribosomal RNA, partial sequence 202925 204335 Methanosarcina barkeri Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanosarcina. 

692312 Archaea_16S 205070 205106 3 39 gi|219857440|ref|NR_025028.1| Methanobacterium 
formicicum strain DSMZ1535 16S ribosomal RNA, partial sequence 204386 205761 Methanobacterium 
formicicum Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; 
Methanobacterium. 

692312 Archaea_16S 206522 206558 3 39 gi|219857242|ref|NR_024870.1| Methanocalculus 
halotolerans strain SEBR 4845 16S ribosomal RNA, partial sequence 205812 207255 Methanocalculus 
halotolerans Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Genera incertae sedis; 
Methanocalculus. 

692312 Archaea_16S 211085 211121 3 39 gi| 219846343 |ref|NR_025933.1| Pyrodictium occultum 
strain PL-19 16S ribosomal RNA, complete sequence 210342 211838 Pyrodictium occultum Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Pyrodictiaceae; Pyrodictium. 

692312 Archaea_16S 9625 9658 2 35 gi| 265678822 |ref|NR_029127.1| Sulfolobus 
solfataricus strain IFO 15331 16S ribosomal RNA, partial sequence 8883 10377 Sulfolobus 
solfataricus Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

692312 Archaea_16S 24435 24472 2 39 gi|265678616|ref|NR_028921.1| Pyrobaculum 
arsenaticum strain PZ6 16S ribosomal RNA, partial sequence 23761 25140 Pyrobaculum arsenaticum 
Archaea; Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Pyrobaculum. 

692312 Archaea_16S 35992 36025 3 36 gi|265678344|ref|NR_028646.1| Methanotorris 
formicicus strain Mc-S-70 16S ribosomal RNA, partial sequence 35282 36655 Methanotorris 
formicicus Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanotorris. 
692312 Archaea_16S 48068 48101 2 35 gi|254971293|ref|NR_028211.1] Acidianus 
sulfidivorans JP7 16S ribosomal RNA, partial sequence 47327 48799 Acidianus sulfidivorans JP7 
Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 
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692312 Archaea_16S 8135 8167 3 35 gi|265678835|ref|NR_029140.1| Methanococcus aeolicus 
strain Nankai-3 16S ribosomal RNA, partial sequence 7439 8832 Methanococcus aeolicus Archaea; 
Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 

692312 Archaea_16S 8233 8253 98 118 gi|265678835|ref|NR_029140.1| Methanococcus aeolicus 
strain Nankai-3 16S ribosomal RNA, partial sequence 7439 8832 Methanococcus aeolicus Archaea; 
Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 

692312 Archaea_16S 9724 9744 98 118 gi| 265678822 |ref|NR_029127.1| Sulfolobus 
solfataricus strain IFO 15331 16S ribosomal RNA, partial sequence 8883 10377 Sulfolobus 
solfataricus Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

692312 Archaea_16S 28701 28733 3 35 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 
indicus strain SL43 16S ribosomal RNA, partial sequence 27994 29402 Methanocaldococcus indicus 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

692312 Archaea_16S 28799 28819 98 118 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 
indicus strain SL43 16S ribosomal RNA, partial sequence 27994 29402 Methanocaldococcus indicus 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

692312 Archaea_16S 34629 34649 98 118 gi|265678399|ref|NR_028701.1| Methanocaldococcus 
vulcanius strain M7 16S ribosomal RNA, partial sequence 33808 35231 Methanocaldococcus vulcanius 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

692312 Archaea_16S 36090 36110 98 118 gi|265678344|ref|NR_028646.1| Methanotorris 
formicicus strain Mc-S-70 16S ribosomal RNA, partial sequence 35282 36655 Methanotorris 
formicicus Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanotorris. 
692312 Archaea_16S 39075 39095 98 118 gi| 265678307 |ref|NR_028609.1| Sulfolobus tokodaii 
strain 7 16S ribosomal RNA, partial sequence 38233 39727 Sulfolobus tokodaii Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

692312 Archaea_16S 73359 73391 3 35 gi|254971326|ref|NR_028244.1| Halorubrum 
lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 72635 74098 Halorubrum 
lacusprofundi ATCC 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Halorubrum. 

692312 Archaea_16S 88364 88396 3 35 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

692312 Archaea_16S 89885 89917 3 35 gi|254971313|ref|NR_028231.1| Halorubrum 
californiense SF3-213 16S ribosomal RNA, partial sequence 89160 90595 Halorubrum californiense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

692312 Archaea_16S 91370 91402 3 35 gi|254971312|ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

692312 Archaea_16S 94353 94385 3 35 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

692312 Archaea_16S 95873 95905 3 35 gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
16S ribosomal RNA, partial sequence 95149 96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

692312 Archaea_16S 97385 97417 3 35 gi|254971307|ref|NR_028225.1| Methanogenium marinum 
AK-1 16S ribosomal RNA, partial sequence 96669 98104 Methanogenium marinum Archaea; Euryarchaeota; 
Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanogenium. 

692312 Archaea_16S 101916 101952 3 39 gi|254971304|ref|NR_028222.1| Metallosphaera 
hakonensis H01-1 16S ribosomal RNA, partial sequence 101190 102650 Metallosphaera hakonensis Archaea; 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallosphaera. 

692312 Archaea_16S 104937 104969 3 35 gi|254971302|ref|NR_028220.1| Halorubrum distributum 
JCM 9100 16S ribosomal RNA, partial sequence 104213 105679 Halorubrum distributum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

692312 Archaea_16S 106456 106492 3 39 gi|254971301|ref|NR_028219.1| Halomicrobium 
mukohataei arg-2 16S ribosomal RNA, partial sequence 105730 107198 Halomicrobium mukohataei Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halomicrobium. 

692312 Archaea_16S 118608 118640 3 35 gi|254971289|ref|NR_028207.1| Haloquadratum walsbyi 
C23 16S ribosomal RNA, partial sequence 117900 119338 Haloquadratum walsbyi Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloquadratum. 

692312 Archaea_16S 120113 120145 3 35 gi|254971287|ref|NR_028205.1| Halorubrum 
xinjiangense BD-1 16S ribosomal RNA, partial sequence 119389 120858 Halorubrum xinjiangense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 
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okinawensis IH1 16S ribosomal RNA, partial sequence 188085 189476 Methanothermococcus okinawensis 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanothermococcus. 
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ATCTGGGATAACACTTCGAAAGGGGTGCTAATACCTGATAAGCCCACGGGCTCTTCGGAGCTTGCGGGAAAAGGTGGGGAACCTTCGGGTCCTGCCGTCACTGGA 
TGATCCGCGTCCCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTC 
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CAGAGGGGAAGAAACTCCCGGGTGATAATAACACTTGGGCCTGACGGTACCCTCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGT 
GCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCNCGTGTAGNCGGTTGGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCGGGAAGTGCATTTGGAGACTGGCT 
AACTTGAGTACGGGAGAGGGAAGTGGAATTTCGAGTGTAGGGGTGAAATCCGTAGATATTCGAAGGAACACCGGTGGCGAAGGCGGCTTCCTGGACCGATACTGA 
CGCTGAGACGCGAAAGTGTGGGGAGCAAACAGGATTAGATCCCCTGGTAGTCCACGCCGTAAACGATGGGCACTAGGTGTTGCGGGTATTGACCCCTGCAGTGCC 
GAAGCTAACGCATTAAGTNCCCCGCCTGGGGAGTACGGTCGCAAGACTAACACTCAAAGGAATTGACGGGGGCCCGNACAAGCGGTGGAGCATGTKGTTTAATTC 
GACGCAACGNGCAGAACCTTACCTGGGCTTGACATCCCGATCGCACCTTATGGAAACATAGGGGTCAGTTCGGCTGGNTCGGTGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGCCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTAAGTTGCCAGCATTRAGTTGGGCACTCTAAGGAGACTGCCGGTGTTAA 
ACCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGATACCGCGAGGTGGA 
GCAAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGT 
TNCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCTATTGTACCTGAAATCGGTGGGCTAACNTCGGGANGCAGCNGCTTATGGTATGATCGGTNACTG 
GGGTGAAGTCGTAACAAGGTAACCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGAATGAACGCTGGCGGCGTGC 
TTAACACATGCAAGTCGCACGAGAACACCCTGCCTCGGCGGGGTAAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTGTCTCCGGGTCCGGGATAACG 
TTGCGAAAGCGACGCTAATACCGGATAACATTCCCGTGACCCCGGTCACGGGGATCAAAGGTGGCCTCTGTATACAAGCTACCGCCTGGGGGTGAACCCGCGTCC 
CATTAGCTTGTCGGTGGGGTAACGGCCTACCGAGGCGACGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGAACTGGAACACGGTCCGGACTCCTACG 
GGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCCTCGGGTCGTAAAGCTCTGTCATGTGGGAAGA 
ACCTGGGGACGGCCAATACCCGTTCCCACTGACGGTACCACAGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATT 
CGGAATTATTGGGCGTAAAGAGCGCGTAGGCGGCCTTTCAAGTCAGATGTGAAATCCCGTGGCTTAACCATGGAAGTGCATTTGATACTGGGAGGCTTGAGTATG 
GGAGAGGGAAACGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTCCTGGACCAATACTGACGCTGAGGCGCG 
AAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGGTGATCACTAGGTGTAGCGGGTATTGACCCCTGCTGTGCCGGAGCAAACGCA 
TTAAGTGATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGC 
AGAACCTTACCTGGATTTGACATCCCGGGAATTTTCCGGAGACGGAGAAGTGCCCTTCGGGGAGCCCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCTTCAGTTACCATCATTAGGTTGGGGACTCTGAAGATACTGCCCCGGTTAACGGGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCTTTATGTCCAGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTAGCGATCTCGCGAGAGCAAGCCAATCCCATAA 
AGCCGTCCCCAGTTCGGATCGGAGTCTGCAACCCGACTCCGTGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGAGAGTCGGTTGTACCAGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGCAAGCT 
GCACGAGAAAATCCTGAAGCTTGCTTTGGGATAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCCCTGAATCGGGGATAACATTGCGAAAGCGAT 
GCTAATACCGGATGATATCTTGAGAACTTCGGTTTTTAAGATCAAAGGTGGCCTCTACATGTAAGCTACTGTTTGGGGATGAGCCCGCGTACCATTAGCTTGTTG 
GTAGGGTAACGGCCTACCAAGGCTTCGATGGTTAGCTGGTCTGAGAGGACGATCAGTCACACTGGAACTGACACACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
AGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCAAACGGGAAGAACCTGTCTTATGT 
TAATACCATAAGGCACTGACGGTACCGTTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTATTGGG 
CGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAAGTGCATTTGATACTGGATGACTTGAGTATGGGAGAGGGAAGCG 
GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCTGTGGCGAAGGCGGCTTCCTGGACCAATACTGACGCTGATGCGCGAAGGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGGTGATCACTAGGTGTAGCGGGTATTGACCCCTGCTGTGCCGAAGTTAACGCATTAAGTGATCCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTG 
GATTTGACATCCCGGGAATCTTTTTGAAAAAAGAGAGTGCCCTTCGGGGAGCCTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTACCATCAATTCGGTTGGGGACTCTAGAGATACTGCCCCGGTCAACGGGGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCTTTATGTCCAGGGCTACACACGTGCTACAATGGGCTGTACAAAGGGTCGCAACCTCGCGAGAGCAAGCTAATCCCAAAAAACAGTCCATAG 
TTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGAGAGTTGGTTGTACCAGAAGTTGTTGGGCTAACCCGCAAGNAGGCAGGCACCTAAGGTATGGCTGATGATTGGGGTGAAGTCGTAACAAGGTAAN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAGCGGTATTTATTCTTCGGAATAGAGAGAGCGGCGTACGGGTGCGTAACACGTG 
TGCAACCTACCTTTATCAGGGGAATAGCCTTTCGAAAGGAAGATTAATACTCCATAATATATTAGATGGCATCATTTAATATTGAAAACTCCGGTGGATAAAGAT 
GGGCACGCGCAAGATTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAATGATCTTTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGAC 
CAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGAGAGCCTGATCCAGCCATCCCGCGTGAAGGATGACGGTCCTATGGATTGTAAACTTCTT 
TTGTATAGGAATAAACCTAGATACGTGTATCTAGCTGAAGGTACTATACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGC 
GTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGACCGATAAGTCAGTGGTGAAATCTCATAGCTTAACTATGAAACTGCCATTGATACTGTCGGTCTTG 
AGTAAATTTGAAGTGGCTGGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAACACCAATTGCGAAGGCAGGTCACTAAGATTTAACTGACGCTGA 
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693632 Bacteria_16S 2980405 2980447 2 43 gi| 219846936 |ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
693632 Bacteria_16S 3224072 3224114 2 43 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 
693632 Bacteria_16S 3324098 3324140 2 43 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
693632 Bacteria_16S 3325625 3325667 2 43 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
693632 Bacteria_16S 3327146 3327188 2 43 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
693632 Bacteria_16S 3328665 3328707 2 43 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
693632 Bacteria_16S 3342278 3342320 2 43 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
693632 Bacteria_16S 3397055 3397097 2 43 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

693632 Bacteria_16S 3455565 3455607 2 43 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

693632 Bacteria_16S 158234 158277 1 43 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
693632 Bacteria_16S 159753 159796 1 43 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 
693632 Bacteria_16S 401623 401666 1 43 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 
693632 Bacteria_16S 461759 461802 1 43 gi| 265678743 |ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
693632 Bacteria_16S 755645 755688 1 43 gi| 265678542 |ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

693632 Bacteria_16S 885092 885135 1 43 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 
693632 Bacteria_16S 1101971 1102014 1 43 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

693632 Bacteria_16S 1112674 11127171 43 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
693632 Bacteria_16S 1233706 1233749 1 43 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
693632 Bacteria_16S 1280186 1280229 1 43 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 
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uence 


tinomyceta 


ne 


teria; Actinobacteria; Actinobacteridae; 


2360002 23614 


219846779 


1299363 13008 
ionibacter 


228715351 


14011 
Actinomycetale 


219878409 


219878328 


219878322 


219878312 


219878229 


219878122 


e 20991 


219857487 


ce 16970 


ales; Micrococcineae; Mic 


osomal RNA, 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
bacterium. 


Actinomycet 


ref|NR_026371.1| Kribbella koreensis 
72 Kribbella koreensis Bacteria; 

ineae; Nocardioidaceae; Kribbella. 
ref|NR_027523.1| Leifsonia xyli subsp. 
11 1402554 Leifsonia xyli subsp. 

Ss; Micrococcineae; 


ref|NR_025548.1 
56 1698545 Microb 


Microbacterium 
acterium paraoxydans 
robacteriaceae; 


Curtobacterium 
1811040 1812516 


ref|NR_025467.1 


partial sequence 


ref |NR_025461.1 
1820242 182172 
les; Micrococcin 


Curtobacterium 
4 Curtobacterium 
eae; Microbacteriaceae; 


NR_025451.1 
1833888 183531 
ales; Microc 


Gulosibacter 
7 Gulosibacter 
occineae; 


ref |NR_025368.1| Microbacterium 
1948071 1949550 Microbacterium 
les; Micrococcineae; Microbacteriaceae; 


ref|NR_025261.1| Nocardioides 
38 2100621 Nocardioides aquiterrae 


ales; Propionibacterineae; Nocardioidaceae; 
219857498|ref|NR_025086.1| Actinopolymorpha 
sequence 2343294 2344735 Actinopolymorpha 


ales; Propionibacterineae; 


ref|NR_025075.1| Subtercola frigoramans 
74 Subtercola frigoramans Bacteria; 


Micrococcineae; Microbacteriaceae; Subtercola. 
16S 2361882 2361925 1 43 gi|219857486|ref|NR_025074.1| Subtercola boreus 
ibosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
16S 2656553 2656596 1 43 gi|219857219|ref|NR_024847.1| Nocardioides 
train NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioides. 
16S 2658078 2658121 1 43 gi|219857218|ref|NR_024846.1| Aeromicrobium 
NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Aeromicrobium. 
16S 2659599 2659642 1 43 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
16S 2814132 2814175 1 43 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 


693632 Bacteria_ 
strain Lp2 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_ 


strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_ 


strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_ 
tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae; 
693632 Bacteria_ 


strain IAM 14848 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
693632 Bacteria_16S 


16S 2893919 2893962 1 43 
ribosomal RNA, partial sequence 


gi 


16S 2895414 2895457 1 43 
ribosomal RNA, partial sequence 


gi 


2813767 28152 
Microc 


2893553 28949 
Microc 


2895048 28964 


Micrococcineae 

16S 2896908 2896951 1 43 gi| 219856858 

train CM-05 16S ribosomal RNA, partial sequence 

acteria; Actinobacteria; Actinobacteridae; Actin 
Mycetocola. 

16S 2899911 2899954 1 43 gi| 219856856 

16S ribosomal RNA, partial sequence 2899524 29010 


oc 


2902983 2903026 1 43 gi 


occineae 
219856860 


occineae 
219856859 


occineae 


09 Tetrasphaera elongata Bacteria; 
; Intrasporangiaceae; Tetrasphaera. 
ref|NR_024679.1| Mycetocola lacteus 
97 Mycetocola lacteus Bacteria; 
; Microbacteriaceae; Mycetocola. 
ref|NR_024678.1| Mycetocola saprophilus 
91 Mycetocola saprophilus Bacteria; 
; Microbacteriaceae; Mycetocola. 
ref|NR_024677.1| Mycetocola 

2896542 2897985 Mycetocola 
omycetales; Micrococcineae; 


ref|NR_024675.1| Zimmermannella bifida 
10 Zimmermannella bifida Bacteria; 
; Microbacteriaceae; Pseudoclavibacter. 


219856854 


ref|NR_024673.1| Zimmermannella alba 


strain IFO 15616 16S ribosomal RNA, partial sequence 2902597 2904077 Zimmermannella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 


693632 Bacteria_16S 
saperdae strain I 
saperdae Bacteria 


Microbacterium. 


693632 Bacteria_16S 
luteolum strain I 
luteolum Bacteria 


Microbacterium. 


693632 Bacteria_16S 
strain 801 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
693632 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 


Nocardioidaceae; 


693632 Bacteria_16S 
esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 
693632 Bacteria_16S 


resistens strain 


resistens Bacteri 


Microbacterium. 


693632 Bacteria_16S 
strain DSM 9580 1 


strain DSM 43045 


strain DSM 20145 


testaceum strain 


testaceum Bacteri 


Microbacterium. 


693632 Bacteria_16S 


imperiale strain 


imperiale Bacteri 


Microbacterium. 


693632 Bacteria_16S 


strain DSM 20542 


strain DSM 20528 


2957514 2957557 1 43 gi 


’ 


2958974 2959017 1 43 gi 


, 


3006353 3006396 1 43 
bosomal RNA, partial sequence 


gi 


3012321 3012364 1 43 gi 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 


3068355 3068398 1 43 gi 


; Microbacterium. 


3114978 31150211 43 gi 
DMMZ 1710 16S ribosomal RNA, partial s 


3351433 3351476 1 43 gi 


3503989 3504032 1 43 gi 


3505521 3505564 1 43 gi 


3507038 3507081 1 43 gi 
DSM 20166 16S ribosomal RNA, partial s 


3510081 3510124 1 43 gi 
DSM 20530 16S ribosomal RNA, partial s 


3516171 35162141 43 gi 


3517693 3517736 1 43 gi 


3768799 3768842 1 43 gi 
species tessellarius strain 78181 16S 


FO 15038 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


3005987 300 


n BC361 16S ribosomal RNA, partial seque 


train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteri 


a; Actinobacteria; Actinobacteridae; Act 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
693632 Bacteria_16S 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
693632 Bacteria_16S 
16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
693632 Bacteria_16S 


a; Actinobacteria; Actinobacteridae; Act 


a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
693632 Bacteria_16S 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
693632 Bacteria_16S 
michiganensis sub 


219856818 
quence 
tinomyceta 
219856817 
quence 
tinomyceta 
219846919 
74 
ococcineae 
219846915 
nce 
Actinomyc 


v 


219846876 
ial sequen 
dae; Actin 


219846845 
equence 
inomycet 


219846683 


ococcineae; 


219846573 


ococcineae; 


219846572 


ococcineae; 


219846571 
equence 
inomycet 


219846569 
equence 
inomycet 


219846565 


ococcineae; 


219846564 


ococcineae; 


219846385 
ribosomal 


ref 
2957165 29585 
les; 


ref a 
2958622 29600 
les; 


ref 
53 Frigoribacterium faeni Bacteria; 
Mi 
ref ee 
3011945 30134 
etal 


ref a 
ce 3067998 30694 


omyc 


ref 


3 


ref 
38 Agrococcus jenensis Bacteria; 
Mi 
ref 
04 Agromyces ramosus Bacteria; 
Mi 
ref 
22 Microbacterium barkeri Bacteria; 
Mi 
ref 
3506673 3 
ales 


ref 
3509716 3 
ales; 


ref 
76 Curtobacterium luteum Bacteria; 


Mi 


ref 
98 Curtobacterium citreum Bacteria; 


Mi 


ref 
RNA, 


114620 31160 
ales 


NR_024637.1 
Micrococci 


NR_024636.1 
6 
Micrococci 


NR_026511.1 


crobacteria 
NR_026507.1 
4 
es; Propion 


NR_026468.1 
6 
etales; Mic 
NR_026437.1 
8 


; Micrococc 


NR_026275.1 


crobacteriac 
NR_026165.1 


crobacteriac 
NR_026164.1 


crobacteriac 
NR_026163.1 
50814 
cocci 


; Micro 


NR_026161.1 
51118 


Micrococci 


NR_026157.1 


crobacteriac 
NR_026156.1 


crobacteriac 
NR_025976.1 
partial seq 


7 
n 


n 


Cc 


i 


xr 


i 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Frigoribacterium faeni 


eae; Frigoribacterium. 
Marmoricola 

1 Marmoricola 

bacterineae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Agrococcus jenensis 


eae; Agrococcus. 
Agromyces ramosus 


eae; Agromyces. 
Microbacterium barkeri 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Curtobacterium luteum 


eae; Curtobacterium. 
Curtobacterium citreum 


eae; Curtobacterium. 
Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 

693632 Bacteria_16S 4049432 4049475 1 43 gi| 219846187 |ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
693632 Bacteria_16S 4109677 4109720 1 43 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
693632 Bacteria_16S 4111244 4111287 1 43 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
693632 Bacteria_16S 45678 45720 2 43 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
693632 Bacteria_16S 65529 65571 2 43 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

693632 Bacteria_16S 103331 103373 2 43 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

693632 Bacteria_16S 109339 109381 2 43 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 


G33 16S ribosomal 


RNA, partial sequence 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


108968 110448 Kocuria varians Bacteria; Actinobacteria; 


693632 Bacteria_16S 115598 115640 2 43 gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacteriaceae; Mycobacterium. 

693632 Bacteria_16S 117153 117195 2 43 gi|265678984|ref|NR_029292.1 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 


ulcerans Bacteria; 


Corynebacteriaceae; Corynebacterium. 


693632 Bacteria_16S 


120176 120218 2 


43 


strain 136 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


693632 Bacteria_16S 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Arthrobacter. 
693632 Bacteria_16S 


aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Kineococcus. 


Kineosporiaceae; 
693632 Bacteria_16S 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
693632 Bacteria_16S 
strain MCRL 0044 


693632 Bacteria_16S 


133926 133968 2 


147392 147434 2 


245552 245594 2 


265058 265100 2 


335140 335182 2 


43 


43 


43 


43 


43 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
11 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi 


Actinomycetal 
265678898 | ref 
Actinomycetal 


265678883 |ref 


265678834 |ref 


245166 246646 


es; Kineospo 
NR_029206.1 
es; Coryneba 


NR_029189.1 


Pseudonocar 
NR_029139.1 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


265678982 |ref|NR_029290.1| Cellulomonas uda 
9823 121322 Cellulomonas uda Bacteria; 
Cellulomonadaceae; Cellulomonas. 
265678973 |ref|NR_029281.1] Arthrobacter 
133546 135015 Arthrobacter ureafaciens 
Micrococcineae; Micrococcaceae; 
265678964|ref|NR_029272.1| Kineococcus 
147044 148460 Kineococcus 


riineae; 
Rhodococcus 
Rhodococcus 


cterineae; Nocardiaceae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Bifidobacterium 


subtile strain F395 16S ribosomal RNA, partial sequence 


334755 336267 Bifidobacterium subtile 


Bacteria; Actinobacteria; Actinobacteridae; 


693632 Bacteria_16S 
japonicum strain 


342759 342801 2 


Bifidobacteriales; 


43 


gi 


YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Cryptosporangium. 


693632 Bacteria_16S 


368006 368048 2 43 gi 


castelarensis strain BJ-608 16S ribosomal RNA, partial 


castelarensis Bac 


Streptomyces. 


373982 374024 2 43 gi 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 


nipponensis Bacte 


xiligouense strai 
xiligouense Bacte 


Kitasatospora. 


389283 389325 2 43 gi 


Promicromonosporaceae; Myceligenerans. 


693632 Bacteria_16S 
xylanilytica strain XIL11 16S ribosomal RNA, 


xylanilytica Bact 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


693632 Bacteria_16S 


hebeiensis strain 


396968 397010 2 43 gi 


Cellulomonas. 


398488 398530 2 43 gi 


ardia. 


403163 403205 2 43 gi 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
693632 Bacteria_16S 


strain XILO8 16S 


Xylanibacterium. 


693632 Bacteria_16S 


ferralitis strain 


Streptomyces. 
406263 406305 2 
ribosomal RNA, 


43 
complete sequence 


gi 


409319 409361 2 43 gi 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
693632 Bacteria_16S 


strain YIM 70085 


Streptomyces. 


421714 421756 2 43 gi 


435724 435766 2 43 gi 


teria; Actinobacteria; Actinobacterida 
Streptomycetaceae; 
693632 Bacteria_16S 


ria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
693632 Bacteria_16S 
n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


complete sequence 
eria; Actinobacteria; Actinobacteridae; 
Cellulomonadaceae; 
693632 Bacteria_16S 


YIM 001 16S ribosomal RNA, partial sequence 


405881 40739 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


SFOp68 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
693632 Bacteria_16S 


265678809 
sequence 


265678782 


265678773 


265678764 


putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 


putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


ref 


367645 369119 
e; Actinomycet 


strain SBHR OA6 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomy 


PY 


ref 
408966 410455 
Actinomycetale 


ref 
0 Yaniella halotolerans Bacteria; 


Ya 


ref 


; Frankineae 
NR_029114.1 


ales; Strept 


omicromonosp 
NR_029087.1 
s; Streptomy 
NR_029078.1 


niellaceae; 
NR_029069.1 


Bifidobacteriaceae; Bifidobacterium. 
265678829 |ref|NR_029134.1| Cryptosporangium 
342395 343854 Cryptosporangium 


; Cryptosporangiaceae; 


Streptomyces 
Streptomyces 
omycineae; 


265678805|ref|NR_029110.1| Kitasatospora 
sequence 373661 375050 Kitasatospora 
Actinomycetales; Streptomycineae; 
265678795 |ref|NR_029100.1| Myceligenerans 
sequence 388894 390431 Myceligenerans 
Actinomycetales; Micrococcineae; 
265678790|ref|NR_029095.1]| Cellulomonas 
396579 398094 Cellulomonas 
Actinomycetales; Micrococcineae; 
265678789 |ref|NR_029094.1| Nocardia 
398145 399618 Nocardia 
cetales; Corynebacterineae; 
265678786|ref|NR_029091.1| Streptomyces 
402781 404300 Streptomyces 
Actinomycetales; Streptomycineae; 
265678784 |ref|NR_029089.1| Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 
Streptomyces 
Streptomyces 
cineae; 


Yaniella halotolerans 


Yaniella. 


Kitasatospora 


435340 436871 Kitasatospora 


Strept 


omycineae; 


693632 Bacteria_16S 437308 437350 2 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, pa 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 


Pseudonocardiaceae; Amycolatopsis. 
693632 Bacteria_16S 449544 449586 2 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, parti 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Saccharothrix. 
460232 460274 2 


Actinosynnemataceae; 
693632 Bacteria_16S 


43 gi 


43 


gi 


43 gi 


265678763 


265678755 


265678744 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 

693632 Bacteria_16S 466273 466315 2 
J18 16S ribosomal RNA, partial sequence 
Actinobacteridae; 
693632 Bacteria_16S 
boenickei strain 


480006 480048 2 


Mycobacterium. 
693632 Bacteria_16S 493974 494016 2 


43 gi 


265678740 


rtial sequence 
e; Actinomycetales; 


Actinomycetales; 


ref|NR_029068.1 


ref|NR_029060.1 


al sequence 449186 450615 
e; Actinomycetales; 


ref|NR_029049.1 
459859 461323 


ref |NR_029045.1 


436922 
Pseudonocardineae; 


Amycolatopsis 
438427 Amycolatopsis 


Saccharothrix 
Saccharothrix 


Pseudonocardineae; 


Amycolatopsis 
Amycolatopsis 


Pseudonocardineae; 


Rothia amarae strain 


465880 467346 Rothia amarae Bacteria; Actinobacteria; 


Actinomycetales; Micrococcineae; Micr 


43 gi 


W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


43 gi 


265678731 


265678722 


kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 


kerguelensis Bacteria; Actinobacteria; Actinobacteridae 


Arthrobacter. 
693632 Bacteria_16S 495479 495521 2 


43 gi 


265678721 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 


gangotriensis Bacteria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 
693632 Bacteria_16S 509300 509342 2 


43 gi 


265678712 


caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 


caspium Bacteria; 
Corynebacteriaceae; Corynebacterium. 
693632 Bacteria_16S 538238 538280 2 


psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
693632 Bacteria_16S 544291 544333 2 


IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


693632 Bacteria_16S 552027 552069 2 


aquilae strain S-613 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


693632 Bacteria_16S 553490 553532 2 


flavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
693632 Bacteria_16S 568764 568806 2 
strain R9242 16S 


693632 Bacteria_16S 580712 580754 2 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
693632 Bacteria_16S 598626 598668 2 
strain B22P3 16S 


693632 Bacteria_16S 600156 600198 2 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinobacteria; Actinobacteridae; Act 


43 gi 


43 gi 


43 gi 


43 gi 


43 gi 


43 gi 


43 gi 


43 gi 


cangkringensis strain D13P3 16S ribosomal RNA, partial 


cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
693632 Bacteria_16S 630738 630780 2 


strain Muenster 2000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


693632 Bacteria_16S 635301 635343 2 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


693632 Bacteria_16S 636832 636874 2 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


693632 Bacteria_16S 646168 646210 2 


strain CMS90 16S ribosomal RNA, partial sequence 


43 gi 


43 gi 
43 gi 


43 gi 


265678693 
sequence 


265678689 


543951 54542 


265678684 


265678683 


265678673 


568394 569881 Actinobaculum 
nomycineae; 


265678665 
sequence 


265678653 


598291 599761 Streptomyces 
Stre 


265678652 
sequence 


265678630 


265678627 


265678626 


265678620 


ococcaceae; 


; Actinomycetales; 


e; Actinomycetales; 


inomycetales; 


Actinomycetales; 


nebacterineae; 


al sequence 553128 554608 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


630349 631823 Kytoco 
Micrococcineae; 


Rothia. 


ref |NR_029036.1 


ref |NR_029027.1 
493586 495067 


ref|NR_029026.1 
495118 496571 


ref|NR_029017.1 
508981 510331 


ref |NR_028998.1 
537853 539333 


ref|NR_028994.1 


ref |NR_028989.1 


ref|NR_028988.1 


Strepto 


ref |NR_028978.1 
Actinomycetace 
ref |NR_028970.1 

580337 581817 
Coryneb 


ref |NR_028958.1 


ref|NR_028957.1 
599812 601293 
Strep 


ref |NR_028935.1 


ref|NR_028932.1 


Intrasporangia 
ref |NR_028931.1 


Intrasporangia 


Dermacoccaceae; 


Mycobacterium 


479623 481120 Mycobacterium boenickei 


Corynebacterineae; Mycobacteriaceae; 


Arthrobacter 
Arthrobacter 


Micrococcineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


Micrococcineae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 
Nocardiaceae; 


Nocardia. 
Corynebacterium 


551703 553077 Corynebacterium aquilae 
Corynebacterineae; Corynebacteriaceae; 


Streptomyces 
Streptomyces 
mycineae; 


Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Mycobacterium 
Mycobacterium 
acterineae; 


Streptomyces javensis 


javensis Bacteria; 
ptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
ococcineae; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
ococcineae; 


ceae; Knoellia. 


ref |NR_028925.1 


Arthrobacter roseus 


645783 647259 Arthrobacter roseus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


693632 Bacteria_16S 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocur 
Actinomycetales; Micrococcineae; Micr 


Actinobacteridae; 
693632 Bacteria_16S 


melanosporofaciens strain NRRL B-12234 16S ribosomal RN. 
melanosporofaciens Bacteria; Actinobacteria; Actinobact 
Streptomyces. 


Streptomycetaceae; 
693632 Bacteria_16S 
strain M343/98/2 


693632 Bacteria_16S 


paurometabolica strain YIM 90007 16S ribosomal RNA, par 


647698 647740 2 


656479 656521 2 


673216 673258 2 


739909 739951 2 


43 


43 


43 


43 


gi 


gi 


gi 


gi 


265678619 


265678612 


265678600 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


265678554 


A, partial 


nomycineae; 


tial sequence 


ref|NR_028924.1 


Kocuria. 


ref |NR_028917.1 


ref|NR_028905.1 


ref |NR_028858.1 


sequence 656132 
eridae; Actinomycetales; Streptomycineae; 


739522 


Kocuria polaris strain 


ia polaris Bacteria; Actinobacteria; 
ococcaceae; 


Streptomyces 
657614 Streptomyces 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
Actinomycetaceae; Actinomyces. 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharomonospora. 


Pseudonocardineae; 
693632 Bacteria_16S 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


693632 Bacteria_16S 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Gordonia. 


Gordoniaceae; 
693632 Bacteria_16S 


Pseudonocardiaceae; 


773985 774027 2 


777113 777155 2 


786313 786355 2 


43 


43 


43 


gi 


gi 


gi 


265678530 


265678528 
sequence 


265678521 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 


beijiangensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 


Streptomycetaceae; 
693632 Bacteria_16S 


789357 789399 2 


43 


strain J72 16S ribosomal RNA, partial sequence 


693632 Bacteria_16S 


radiotolerans strain SRS30216 16S ribosomal RNA, partia 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 
Kineococcus. 


Kineosporiaceae; 
693632 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
693632 Bacteria_16S 


strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


693632 Bacteria_16S 


strain NRRL B-16137 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Lentzea. 
693632 Bacteria_16S 
koreensis strain 


Catellatospora. 
693632 Bacteria_16S 


aerocolonigenes strain N 
aerocolonigenes Bacteria; 


Actinosynnemataceae; 
693632 Bacteria_16S 
pretiosum subsp. 


Actinomycetales; 
693632 Bacteria_16S 


strain IEGM 16S ribosoma 
Actinobacteria; Actinoba 


693632 Bacteria_16S 


pretios 
Actinosynnema pretiosum 
Pseudon 


851791 851833 2 


875998 876040 2 


877503 877545 2 


880510 880552 2 


882013 882055 2 


912713 912755 2 


Lechevalieria. 


914271 914313 2 


917422 917464 2 


918987 919029 2 


43 


43 


43 


43 


43 


43 


43 


43 


1 RNA, partial sequence 
cteridae; Actinomycetales; 


43 


strain 213E 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


693632 Bacteria_16S 


963773 963815 2 


43 


strain Y9 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


693632 Bacteria_16S 


1031014 1031056 2 


43 


gi 


789013 79048 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


gi 


gi 


gi 


LM042 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


RRL B-3298 16S ribosomal RNA, p 


gi 


um strain C-15003 16S ribosomal 


gi 
91 


gi 


265678519 


265678478 


265678461 


265678460 


265678458 


265678456 


265678436 


265678435 


265678433 
7039 91855 


265678432 


918602 92011 


gi 


265678402 


963457 96488 


gi 


265678357 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


693632 Bacteria_16S 


1038701 1038743 2 


43 


gi 


Actinomyc 


265678352 


donocardineae; 


Actinomycetales; 


e; Actinomycetales; 


nebacterineae; 


1 sequence 
e; Actinomycetales; 


Streptomycineae; 


donocardineae; 


881630 883139 Catell 
Micromonosporineae; 


artial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


RNA, partial 
subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


ocardineae; Actinosynnemataceae; Actinosynnema. 


ref|NR_028834.1 


ref|NR_028832.1 
776745 778221 


ref |NR_028764.1 


ref |NR_028763.1 


ref |NR_028760.1 


ref|NR_028758.1 


ref|NR_028738.1 
912332 
Pseu 
ref |NR_028737.1 


sequence 


ref|NR_028735.1 


Gordoniacea 
NR_028734.1 


ref 


Gordoniacea 
ref |NR_028704.1 
Nocardiacea 
ref|NR_028659.1 

1030633 103211 
etales; Micromon 


ref 


Prauserella alba 


2 Prauserella alba Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Gordonia 
Gordonia 


Corynebacterineae; 


ref|NR_028825.1| Streptomyces 
785920 787418 Streptomyces 
Streptomycineae; 
ref |NR_028823.1| Gordonia sinesedis 
6 Gordonia sinesedis Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 


Kineosporiineae; 


Streptomyces 


875686 877087 Streptomyces scopiformis 
Streptomycetaceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Lentzea californiensis 


880129 881579 Lentzea californiensis 
Pseudonocardineae; Actinosynnemataceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 
Actinosynnema 


913891 915394 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
Corynebacterineae; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 
Corynebacterineae; 


e; Gordonia. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 
Corynebacterineae; 


e; Nocardia. 
Micromonospora 
4 Micromonospora 
osporineae; 


Nocardia arthritidis 


NR_028654.1 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


693632 Bacteria_16S 1040210 1040252 2 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


693632 Bacteria_16S 1041748 1041790 2 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


693632 Bacteria_16S 
strain IFM 10084 


1043308 1043350 2 


693632 Bacteria_16S 
strain YZ-96 16S 


1044864 1044906 2 


693632 Bacteria_16S 1052440 1052482 2 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


693632 Bacteria_16S 1074985 1075027 2 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
tukisamuensis Bacteria; Actinobacteria; Actinobacterida 


Nocardiaceae; Rhodococcus. 
693632 Bacteria_16S 1076361 1076403 2 
strain YLM-32 16S 


693632 Bacteria_16S 1085371 1085413 2 


strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 


693632 Bacteria_16S 1161102 1161144 2 


multipartita DSM 


Nakamurella. 


693632 Bacteria_16S 1170213 1170255 2 


DSM 43833 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermobispora. 
693632 Bacteria_16S 
strain Cal06 16S 


1217056 1217098 2 


693632 Bacteria_16S 1221526 1221568 2 


strain Se-3111 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


693632 Bacteria_16S 1226078 1226120 2 


variabilis strain 


Isoptericola. 
693632 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; Mycobacterium. 

693632 Bacteria_16S 1245824 1245866 2 


1235221 1235263 2 


strain 13.4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


693632 Bacteria_16S 1290817 1290859 2 


urealyticum DSM 7109 16S ribosomal RNA, partial sequence 


DSM 7109 Bacteria; 
Corynebacteriaceae; Corynebacterium. 

693632 Bacteria_16S 1307428 1307470 2 
thermoviolaceus subsp. 


Actinobacteridae; Actinomycetales; 
693632 Bacteria_16S 1333528 1333570 2 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Beutenbergia. 


693632 Bacteria_16S 1350360 1350402 2 


DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


693632 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 

693632 Bacteria_16S 1425676 1425718 2 


1421036 1421078 2 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Streptomycineae; 


43 gi 


43 gi 


43 gi 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


43 gi 


43 gi 


43 gi 


43 gi 


43 gi 


43 gi 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Fr 


43 gi 


1169826 11712 


43 gi 


43 gi 


43 gi 


MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


43 gi 


43 gi 


43 gi 


43 gi 


thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Ba 
Streptomycetaceae 


43 gi 


43 gi 


1349993 13514 


43 gi 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 


43 gi 


1044481 10459 


1075986 10774 


1216681 12181 


1221167 12226 


1245479 12468 


265678351 


265678350 


265678349 


265678348 


265678342 


265678327 


265678325 


265678319 


228721225 


228719618 


219878473 


219878356 


219878300 


219878254 


strain DSM 44346 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; 


219857484 


228720812 


228721493 


228721490 


228720546 


224581444 


224581441 


Micrococ 


16S ribosomal 


ref 


ref 


ref 


ref 


ref 


ref 


1074605 107593 
e; Actinomycet 


ref 


Ra 
ref 


81 Streptomyces 
Streptomycineae; S 


ref 


1160739 1162206 Nakamu 


ref 


94 Thermobispora 
Pseudono 


ref 


48 Arthrobacter 


Mi 
ref 


Be 
ref 


1225722 1227193 Isopte 
cineae; Promicromonosporaceae; 


ref 


Actinomycetales; Co 


ref 


80 Amycolatopsis 


ref 


1290453 1291853 Coryne 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 


ref 


ref 


ref 


1420664 142216 


NR_028653.1 


NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028629.1 


ales; Coryne 


NR_028627.1 


robacteracea 
NR_028621.1 


treptomyceta 
NR_027604.1 


ankineae; Na 
NR_027583.1 
cardineae; P 
NR_025612.1 


crococcaceae 
NR_025495.1 


utenbergiace 
NR_025439.1 


NR_025393.1 
e 123486 


NR_025072.1 


Pseudonocar 
NR_027597.1 


Corynebacte 


NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 
NR_027613.1 


cineae; Beut 


NR_027594.1 


cterineae; G 
NR_027226.1 


ref 


Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 

Rhodococcus 
5 Rhodococcus 
bacterineae; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Nakamurella 

rella multipartita DSM 
kamurellaceae; 


Thermobispora bispora 
bispora DSM 43833 


seudonocardiaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Isoptericola 
ricola variabilis 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Corynebacterium 
bacterium urealyticum 
rineae; 


Streptomyces 
1 sequence 
nobacteria; 
es. 
Beutenbergia cavernae 


1307063 


32 Beutenbergia cavernae DSM 12333 
Micrococ 


enbergiaceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
Coryneba 


ordoniaceae; Gordonia. 
Arthrobacter 
4 Arthrobacter 
crococcineae; 


NR_027223.1 


Streptomyces 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 


violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


Streptomycineae; 


693632 Bacteria_ 
coelescens strain 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


16S 1427241 1427283 2 43 gi 
AS 4.1594 16S ribosomal RNA, partial 


Streptomyces. 


224581440 
sequence 
Actino: 


mycetales; 


ref|NR_027222.1| Streptomyces 
1426862 1428376 Streptomyces 
Streptomycineae; 


693632 Bacteria_16S 1439613 1439655 2 43 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
693632 Bacteria_16S 1451738 1451780 2 43 gi|224581419|ref|NR_027200.1| Micromonospora 


endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 

693632 Bacteria_ 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 


16S 1453269 1453311 2 43 gi 
strain G2-1 16S ribosomal RNA, partial 


Actin 


Bacteria; Actinobacteria; Actinobacteridae; 


224581418 
ce 
Actinomycetales; Micrococcineae; 


sequen 


omycetales; 


1451367 1452843 Micromonospora 
Micromonosporineae; 


ref|NR_027199.1] Arthrobacter 
1452894 1454381 Arthrobacter 


693632 Bacteria_16S 1460684 1460726 2 43 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

693632 Bacteria_16S 1474277 1474319 2 43 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 1488110 1488152 2 43 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 1494120 1494162 2 43 gi|219846703|ref|NR_026295.1| Couchioplanes 


caeruleus subsp. 


Actinomycetales; 


693632 Bacteria_ 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiaceae; Nocardia. 
693632 Bacteria_ 
strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


693632 Bacteria_ 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, parti 


Micromonosporineae; Micromonosporaceae; 
16S 1521027 1521069 2 43 gi 


16S 1528693 1528735 2 43 gi 


16S 1531740 1531782 2 43 gi 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 
693632 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
693632 Bacteria_16S 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; 
693632 Bacteria_16S 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
693632 Bacteria_16S 
globicatena strain NRRL B-24048 16S ribosomal RNA, partia 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Actinokineospora. 

693632 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
693632 Bacteria_16S 
paranensis strain 


693632 Bacteria_16S 


1536245 1536287 2 43 gi 

Actinobacteria; Actinobacteridae; 

Saccharothrix. 
1537807 1537849 2 


43 gi 


Saccharothrix. 


1539367 1539409 2 43 gi 


1540916 1540958 2 43 gi 


1542476 1542518 2 43 gi 
NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 
Actinokineospora. 
1555920 1555962 2 43 gi 
Ac 
Kitasatospora. 
1557414 1557456 2 43 gi 
Ac 
Kitasatospora. 


1558908 1558950 2 


43 gi 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. 


Strept 


do 


219857434 
1528339 1529796 Actinoallomurus spadix Bacteria; 
osporangineae; 


219857427 
al sequence 
Actinomycetales; 


219857378 
NRRL B-16134 16S ribosomal RNA, partial 
Ac 


219857377 
sequence 
Actinomycetales; 


219857376 
1538986 1540484 Crossiella cryophila Bacteria; 
nocardineae; 
219857375 


219857374 


219846194 
HKI 0190 16S ribosomal RNA, partial seq 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
693632 Bacteria_16S 
terrestris strain 


uence 


219846193 
HKI 0186 16S ribosomal RNA, partial seq 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


uence 


219846192 


gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


RNA, partial sequence 
caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Couchioplanes. 
219857610 
1 sequence 1520665 1522156 Nocardia 
Actinomycetales; 


tinomycetales; 


tinomycetales; 


1493762 1495216 


ref|NR_025199.1| Nocardia 


Corynebacterineae; 


ref|NR_025022.1| Actinomadura spadix 


Thermomonosporaceae; 


ref|NR_025015.1| Micromonospora 
1531359 1532864 Micromonospora 


Micromonosporineae; 


ref|NR_024966.1| Saccharothrix 


sequence 1535864 1537375 Saccharothrix 
tinomycetales; 


Pseudonocardineae; 


ref|NR_024965.1| Saccharothrix 
1537426 1538935 Saccharothrix 
Pseudonocardineae; 
ref|NR_024964.1| Crossiella cryophila 
Crossiella. 
Actinokineospora 


Pseudonocardiaceae; 


ref|NR_024963.1 


1 sequence 1540535 1542044 Actinokineospora 
Actinomycetales; 


Pseudonocardineae; 


ref|NR_024962.1| Actinokineospora 


sequence 1542095 1543606 Actinokineospora 
tinomycetales; 


Pseudonocardineae; 


ref|NR_025784.1| Kitasatospora 
1555586 1557031 Kitasatospora 
Streptomycineae; 


ref|NR_025783.1| Kitasatospora 
1557082 1558525 Kitasatospora 
Streptomycineae; 


ref|NR_025782.1| Kitasatospora 
1558576 1560004 Kitasatospora 
Streptomycineae; 


693632 Bacteria_ 
canariasense stra 
canariasense Bact 
Mycobacteriaceae; 
693632 Bacteria_ 
pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 
693632 Bacteria_ 
strain JCM 9114 1 


strain DSM 40258 


Streptomycineae; 


693632 Bacteria_ 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae 
693632 Bacteria_ 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
693632 Bacteria_ 


strain DSM 43049 


16S 1560396 1560438 2 43 gi 


Mycobacterium. 


16S 1563330 1563372 2 43 gi 


e; Amycolatopsis. 


16S 1575419 1575461 2 43 gi 


16S 1589204 1589246 2 43 gi 


16S 1590752 1590794 2 43 gi 


; Streptomyces. 


16S 1592300 1592342 2 43 gi 


romomycinus Bacteria; Actinobacteria; 


Streptomycetaceae; Streptomyces. 


16S 1593846 1593888 2 43 gi 


; Streptomyces. 


16S 1595393 1595435 2 43 gi 


eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 
16S 1596941 1596983 2 


43 gi 


in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 


in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 


Stre 
in DSM 40261 16S ribosomal RNA, partia 


eria; Actinobacteria; Actinobacteridae 


nus strain DSM 41429 16S ribosomal RNA, 


strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


in DSM 43032 16S ribosomal RNA, partia 


219846147 
equence 


’ 


219846103 
ti 


’ 


219856867 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
693632 Bacteria_ 


do 
219878485 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_ 
tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 
693632 Bacteria_ 
subsp. paromomyci 
rimosus subsp. pa 


pt 
219878484 
1 


219878483 
partial 
Ac 


219878482 
rt 
idae; 
219878481 
1 


219878480 


16S ribosomal RNA, partial sequence 1596580 15980 


Actinomy 


al seque 
Actinomyceta 


nocardin 


omycinea 


sequence 
Actinomyceta 


tinobact 


ial sequ 
Acti 


sequence 
Actinomy 


ref|NR_025737.1 
1560055 15614 
cetales; Coryne 


ref 
nce 


NR_025693.1 
156296 
les; Pseudo 


ref|NR_024686.1 
eae; Actinosynn 
ref|NR_025624.1 
40 Streptomyces 
e; Streptomycet 
ref|NR_025623.1 

1590391 159188 
les; Strept 


ref 
sequ 
erid 


NR_025622.1 
ence 159193 


ref|NR_025621.1 
ence 159348 
nomycetales; St 


ref|NR_025620.1 
1595032 159652 
cetales; 


ref |NR_025619.1 


8 
b 


n 


ae; Actinomy 


xr 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


ocardineae; 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
emataceae; 


Lentzea. 
Streptomyces catenulae 


catenulae Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 
8 Streptomyces 


omycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces niger 


77 Streptomyces niger Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
693632 Bacteria_16S 1598489 1598531 2 43 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
693632 Bacteria_16S 1600037 1600079 2 43 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
693632 Bacteria_16S 1601585 1601627 2 43 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
693632 Bacteria_16S 1604690 1604732 2 43 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
693632 Bacteria_16S 1606231 1606273 2 43 gi|219878472|ref|NR_025611.1]| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
693632 Bacteria_16S 1662339 1662381 2 43 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
693632 Bacteria_16S 1663879 1663921 2 43 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 


Kibdelosporangium aridum subsp. 


Actinomycetales; 


693632 Bacteria_16S 


albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 
693632 Bacteria_16S 


strain R2014 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
693632 Bacteria_16S 
vancoresmycina strain ST101170 16S ribosomal RNA, parti 
vancoresmycina Bacteria; Actinobacteria; Actinobacterid 
Pseudonocardiaceae; Amycolatopsis. 

693632 Bacteria_16S 


largum Bacteria 
Pseudonocardiaceae; 
1665403 1665445 2 43 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


Pseudonocardineae; 


1668486 1668528 2 43 
ribosomal RNA, partial sequence 


gi 


1672973 1673015 2 43 gi 


v 


K 
219878431 
nce 
ales; 


219878429 


1668114 16695 
mycineae 


no 
219878426 
al 
ae 


’ 


1674496 1674538 2 43 gi 


219878425 


balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 


16650 
Pseu 


sequenc 
Actinomyce 


orangium. 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


ref|NR_025568.1 


; Actinomycetace 
ref|NR_025565.1 
e 1672599 167407 
tales; Pseud 


Actinobacteria; Actinobacteridae; 
ibdelosp 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


ref|NR_025564.1 
1674127 167557 


Amycolatopsis 
5 Amycolatopsis 


GGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGCTAACTCGTTTTTGGGGCGCAAGCTTCAGAGACCAAGCGAAAG 
CGATAAGTTAGCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATTATGTGGTTTAATTCGATGATACGC 
GAGGAACCTTACCAAGGCTTAAATGGGAAATGACAGGTTTAGAAATAGATCCTTCTTCGGACATTTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGA 
GGTGTTAGGTTAAGTCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCTAACATTAAGTTGAGGACTCTAGTGAGACTGCCTACGCAAGTAGAGAGGAAGGTGGG 
GATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCCACACACGTAATACAATGGCCGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCGAAAGCC 
GGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCAAGCCATGGAAGTCTGGGGTACCTGAAGTCGGTGACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCAAG 
NCGAGCGGTATAGAATCTTCGGATTCTAGAGAGCGGCGTACGGGTGCGTAACACGTGTGCAACCTACCTTTATCAGGAGAATAGCCTTCCGAAAGGAAGATTAAT 
ACTCCATAATATATTAGATGGCATCATTTAATATTGAAAACTCCGGTGGATAGAGATGGGCACGCGCAAGATTAGATAGTTGGTGAGGTAACGGCTCACCAAGTC 
TGTGATCTTTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGAG 
AGCCTGATCCAGCCATCCCGCGTGAAGGATGACGGTCCTACGGATTGTAAACTTCTTTTGTACAGGGATAAACCCAGATACGTGTATCTGGCTGAAGGTACTGTA 
CGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGCAGGCGGACCGATAAG 
TCAGTGGTGAAATCTCATAGCTTAACTATGAAACTGCCATTGATACTGTTGGTCTTGAGTAAATTAGAGGTAGCTGGAATAAGTAGTGTAGCGGTGAAATGCATA 
GATATTACTTAGAACACCAATTGCGAAGGCAGGTTACCATGATTTAACTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGCTAACTCGTTTTTGGGGCGCAAGCCTCAGAGACCAAGCGAAAGTGATAAGTTAGCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGATTATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGACTTAAATGGGAAATGACAGGTTTAGAAATAG 
ATCCTTCTTCGGACATTTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTAGGTTAAGTCCTGCAACGAGCGCAACCCCTGTCACTAGTTGC 
TAACATTAAGTTGAGGACTCTAGTGAGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGACGACGTCAAATCATCACGGCCCTTACGTCTTGGGCCACACACGTAA 
TACAATGGCCGGTACAGAGGGCAGC TACACAGCGATGTGATGCAAATCTCGAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAA 
TCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCNGTCAAGCCATGGAAGTCTGGGGTNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATCCTAGCTTGCTAGGAGGCGTCGAGCGGCGG 
ACGGGTGAGTAATGCATAGGAATCTACCCAGTCGTGGGGGATAACCTGAGGAAACTCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCGGGGGCTCTTCGGA 
CCTCGCGCGATTGGATGAGCCTATGTCGGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACCG 
GGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCG 
GGTTGTAAAGCACTTTCAGCGGGGAAGAAAGCTTGTCGGTCAATACCCGGCAAGAGCGACATCACCCCCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCGTGTCACGCCGGGTGTGAAAGCCCCGGGCTCACCCTGGGAACGG 
CATCCGGAACGGGCAGGCTAAAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTT 
CTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGGCCCTG 
GAGGACTTAGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAGGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTGCGAACCCGGAAGAGATTCCGGGGTGCCTTCGGGAGCGCAGAGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAAA 
GCGCGAGCTGAAGCCAATCCCGAAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGCGAAGTCGGAATCGCTAGTAATCGTGCATCAGAATGGCA 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTGGACTGCATCCATGAAGTGGTTAGCTTAACCTTCGGGATGATGCGATCACCAC 
GGTGGGGTTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGCTTAACACATGCAAGTCGAGCGGAAACGAGAATAGCTTGC 
TATTCGGCGTCGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTTAGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAACGTCTACGGAC 
CAAAGTGGGGGACCTTCGGGCCTCATGCCTATAGATTGGCCCAAGTGAGATTAGCTAGTAGGTAAGGTAAAGGCTTACCTAGGCGACGATCTCTAGCTGGTTTGA 
GAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGC 
GTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAAAGGGTGTAAGTTAATACCTTGCATCTGTGACGTTAGCGACAGAAGAAGCACCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTTCTTAAGCGAGATGTGAAATCCC 
GGGGCTTAACCTCGGAACTGCATTTCGAACTGGGTGACTAGAGTACTGTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGGAAGGAACA 
TCAGTGGCGAAGGCGGCCACCTGGACAGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTC 
AACTAGCTGTCTGTGTTCTTGAAACGTGGGTAGCGTAGCTAACGCGCTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGAGAATTTTCTAGAGATAGATTAGTGCCTTCGG 
GAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGAGTAG 
TGTCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGG 
CGTATACAGAGGGCTGCAATACCGCGAGGTGGAGCGAATCCCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAG 
TAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTGGCTAGTTTAACCTTN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGAGTGCTTGCACTCCAGTG 
GCGAACGGGTGAGTAACACGTATCTAACCTACCTTTTAGTGGGGGATAACTTTTGGAAACGAAAGATAATACCGCATATTAATATCATTATCGCATGAGAAGATA 
TTCAAAGATCCGTTTGGATCGCTAAAAGATGGGGATGCGGCGTATTAGTTAGTAGGCGGGGTAATGGCCCACCTAGACAATGATACGTAGCCGAACTGAGAGGTT 
GATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGT 
GATGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGGGAAGAAAAAATTTGAGAGGAAATGCTCTTATCTTGACGGTACCTTACCAGAAAGCCACGGCTAACTAT 
GTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTCGCAAGTTTGAGGTTAAAGCCCGGAGCT 
CAACTCCGGTTCGCCTTGAAAACTGTGGGACTAGAATATCAGAGAGGTAAACGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGTGG 
CGAAAGCGGTTTACTGGCTGATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAG 
TATTGGGGATTACCTCAGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGT 
GGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTACAGAGATGTAGTGGAGGTAAACATTGAGACAGGT 
GGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGA 
GACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCTGGTACAAAGAGTCGCAA 
TCTCGCGAGGGGGAGCTAATCTCAAAAAACCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGGATCAGCTATG 
CCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGAGAGTTGGTAATACCAGAAGTACGTAGCCTAACCGTAAGGAAGGCGCGTCCCAAG 
GTAGGACTAGCGATTGGGGTTAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGATGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNAAGTYGAGCGGTAAGGCTCCTTCGGGAGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAATCTGCCCTTCTCTTCGGAATAACCATTGGAA 
ACGATGGCTAATGCCGAATACGACCTCGGATCACATGTTCTGAGGTGGAAAGCTCCGGCGGAGAAGGATGAGCTCGCGGCCTATCAGCTAGTTGGTGAGGTAACG 
GCTCACCAAGGCATTGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGCGAAACCTTGATCCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCGGGGACGAAGCGAAAGTGACGGTACCCGCAGA 
AGAAGGACCKGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTCGCGTCG 
GGAGTGAAAACTCAGGGCTCAACCCTGAGCGTGCTTCCGATACGGGCAGACTAGAGGTATGCAGGGGAGAACGGAATTCCTGGTGTAGCGGTGGAATGCGCAGAT 
ATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCATTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGC 
CGTAAACGTTGGGCGCTAGGTGTGGGGACCTTCCACGGTCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCTGCAGAGATG 
TAGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTT 


balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 
693632 Bacteria_16S 1675995 1676037 2 


keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 
Amycolatopsis keratiniphila subsp. 


Actinomycetales; Pseudonocardineae; 


693632 Bacteria_16S 1677512 1677554 2 


decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
693632 Bacteria_16S 1679033 1679075 2 
strain MG 417-CF 


Amycolatopsis. 
693632 Bacteria_16S 
rhodesiae strain 


1726357 1726399 2 


Mycobacteriaceae; Mycobacterium. 
693632 Bacteria_16S 1729433 1729475 2 
strain DSM 44515 


693632 Bacteria_16S 1730945 1730987 2 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
693632 Bacteria_16S 1746236 1746278 2 


namibiensis strain HAG 010767 16S ribosomal RNA, partial 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
1758501 1758543 2 


Thermomonosporaceae; 
693632 Bacteria_16S 


strain SPR2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


693632 Bacteria_16S 1759970 1760012 2 


sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


sacelli Bacteria; 
Brachybacterium. 
693632 Bacteria_16S 
fresconis strain 


1761491 1761533 2 


Brachybacterium. 


693632 Bacteria_16S 1771869 1771911 2 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


693632 Bacteria_16S 1773367 1773409 2 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
693632 Bacteria_16S 1774864 1774906 2 


43 gi 


219878424 


ref 


NR_025563.1 


Amycolatopsis 
1675626 1677096 


nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 


43 gi 


43 gi 


17 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


43 gi 


DSM 44223 16S ribosomal RNA, partial sequence 


43 gi 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


43 gi 


43 gi|219878376|ref 
sequence 
Actinomycetal 
43 gi|219878366|ref 
17 


43 gi 


43 gi 


LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


43 gi 


43 gi 


43 gi 


longisporus strain ISP 5166 16S ribosomal RNA, partial 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
693632 Bacteria_16S 1781047 1781089 2 


strain 4-0 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


693632 Bacteria_16S 1799096 1799138 2 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 


43 gi 


43 gi 


gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 


693632 Bacteria_16S 1809878 1809920 2 


strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


693632 Bacteria_16S 1816018 1816060 2 


aridum strain DSM 


Kibdelosporangium. 
693632 Bacteria_16S 
scardovii strain 


1832822 1832864 2 


scardovii Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacterium. 
693632 Bacteria_16S 


1852540 1852582 2 


43 gi 


43 gi 


CCUG 13008 16S ribosomal RNA, partial 


Pseudonocardineae; P 

43 gi| 219878313 |ref|NR_025452.1 
sequence 1832458 183383 
Bifidobacteriales; Bifidoba 

43 gi| 219878299 |ref|NR_025438.1 


1780670 17821 


1809512 18109 


219878423 


219878422 
16786 


219878390 


219878388 


219878387 


219878365 


219878364 


219878355 


219878354 


219878353 
sequence 


219878349 


219878336 


219878329 


219878325 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Thermobifida. 


Amycolatopsis. 


ref 


1677147 16786 
Actinomycetales; 


ref 


61 1680145 Amyco 


ref 


NR_025562.1 


NR_025561.1 


NR_025529.1 


Amycolatopsis 


10 Amycolatopsis 
Pseudonocardineae; 


Amycolatopsis japonica 


latopsis japonica 
Pseudonocardineae; Pseudonocardiaceae; 


Mycobacterium 


1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


ref 


19 Mycobacterium 


ref 


NR_025527.1 


NR_025526.1 


Mycobacterium agri 
agri Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


1730570 1732062 Mycobacterium 


Actinomycetales; 


1745863 174730 


ref 


1759669 176107 
Micrococcineae; 


ref 


1761124 176259 


ref 


83 Streptomyces 
Streptomycineae; S 


ref 


sequence 1773034 177448 
Actinomyce 


ref 


1774532 177597 
Actinomycetal 


ref 


ref 


1798724 180016 
Actinomycetal 


ref 


ref 


43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


NR_025515.1 
es; 


NR_025505.1 


NR_025504.1 


NR_025503.1 


NR_025494.1 


NR_025493.1 
tales; 
NR_025492.1 
es; 
NR_025488.1 


crococcaceae 
NR_025475.1 


es; Micrococ 
NR_025468.1 


Gordoniacea 
NR_025464.1 


Gordoniaceae; 


; Micrococcineae; 


Corynebacterineae; 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


Gordonia sihwensis 


58120 1759618 Gordonia sihwensis Bacteria; 


Gordonia. 
Brachybacterium 

3 Brachybacterium 
Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 


Dermabacteraceae; 


Streptomyces arenae 


arenae Bacteria; 
treptomycetaceae; 


Streptomyces. 
Streptomyces 
1 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 

Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Thermobifida 


1852181 1853675 Thermobifida 


Streptosporangineae; 


693632 Bacteria_16S 1866317 1866359 2 43 gi 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
693632 Bacteria_16S 1873917 1873959 2 43 gi 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 

Arthrobacter. 

693632 Bacteria_16S 1886300 1886342 2 43 gi 
halophila strain DSM 44411 16S ribosomal RNA, partial s 


s 
Ac 


Pseudonocardiaceae; Saccharomonospora. 

693632 Bacteria_16S 1907236 1907278 2 43 gi 
strain CCUG 41709 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
693632 Bacteria_16S 1910235 1910277 2 43 gi 
marimammalium strain CCUG 41710 16S ribosomal RNA, part 


marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

693632 Bacteria_16S 1925557 1925599 2 43 gi| 219878244 |ref|NR_025383.1 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 192664 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

693632 Bacteria_16S 1951542 1951584 2 43 gi| 219878227 |ref|NR_025366.1 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actino: 


219878290 


omonospori 
219878285 


219878274 
eq 
halophila Bacteria; Actinobacteria; Actinobacteridae; Act 


219878258 
no 


219878256 
ia 


18659 


equence 
tinomyce 


uence 
inomycet 


19068 
mycineae 


’ 


1 sequen 


ref 
35 1867442 Asano 
neae 
ref 
tale 
ref 


ales 


ref 
68 1908267 Actin 


ref 
ce 1909867 19112 


NR_025429.1 

a 
; Micromonos 
NR_025424.1 
1873541 187493 
s; Micrococc 


NR_025413.1 
1885917 188742 
Pseudonoca 


, 


NR_025397.1 
fo) 
tinomycetace 
NR_025395.1 
8 


Ac 


Asanoa ishikariensis 

ishikariensis Bacteria; 

poraceae; Asanoa. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Actinomyces 

2 Actinomyces 

mycineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Actinomyces canis 
myces canis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
693632 Bacteria_16S 1953002 1953044 2 43 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

693632 Bacteria_16S 1954472 1954514 2 43 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

693632 Bacteria_16S 1957447 1957489 2 43 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
693632 Bacteria_16S 1958996 1959038 2 43 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
693632 Bacteria_16S 2033572 2033614 2 43 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

693632 Bacteria_16S 2035124 2035166 2 43 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

693632 Bacteria_16S 2053816 2053858 2 43 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 2056796 2056838 2 43 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 2058335 2058377 2 43 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 2065881 2065923 2 43 gi| 219878146 |ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
693632 Bacteria_16S 2110198 2110240 2 43 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
693632 Bacteria_16S 2131401 2131443 2 43 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

693632 Bacteria_16S 2132904 2132946 2 43 gi|219857646|ref|NR_025235.1| Mycobacterium 


poriferae strain ATCC 35087 16S ribosomal RNA, partial se 


quence 


2132540 213398 


9 Mycobacterium 


poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 


693632 Bacteria_16S 2138977 2139019 2 43 gi| 219857642 |ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

693632 Bacteria_16S 2149549 2149591 2 43 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
693632 Bacteria_16S 2161510 2161552 2 43 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

693632 Bacteria_16S 2167664 2167706 2 43 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
693632 Bacteria_16S 2173732 2173774 2 43 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

693632 Bacteria_16S 2182845 2182887 2 43 gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

693632 Bacteria_16S 2232808 2232850 2 43 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

693632 Bacteria_16S 2246427 2246469 2 43 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 2248004 2248046 2 43 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 2257192 2257234 2 43 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 2260316 2260358 2 43 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 2305901 2305943 2 43 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

693632 Bacteria_16S 2310457 2310499 2 43 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

693632 Bacteria_16S 2342135 2342177 2 43 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
693632 Bacteria_16S 2346674 2346716 2 43 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

693632 Bacteria_16S 2348183 2348225 2 43 gi|219857495|ref|NR_025083.1]| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

693632 Bacteria_16S 2383104 2383146 2 43 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

693632 Bacteria_16S 2421391 2421433 2 43 gi| 219857445 |ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

693632 Bacteria_16S 2437881 2437923 2 43 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

693632 Bacteria_16S 2454687 2454729 2 43 gi|219857415|ref|NR_025003.1| Arthrobacter 


psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


2454319 2455732 Arthrobacter 


693632 Bacteria_16S 2492287 2492329 2 43 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
693632 Bacteria_16S 2496669 2496711 2 43 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
693632 Bacteria_16S 2513455 2513497 2 43 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

693632 Bacteria_16S 2516479 2516521 2 43 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

693632 Bacteria_16S 2517966 2518008 2 43 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 2552235 2552277 2 43 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

693632 Bacteria_16S 2553796 2553838 2 43 gi|219857341|ref|NR_024929.1| Streptacidiphilus 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinob 
Streptacidiphilus. 
693632 Bacteria_16S 
strain FI-25796 1 


2593876 2593918 2 43 


693632 Bacteria_16S 2609192 2609234 2 43 


gi 


gi 


complete sequence 25534 
acteria; Actinobacteridae; Actinomycet 


ales; 


219857272 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


219857259 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 


thermoflava Bacte 
Pseudonocardiaceae; Amycolatopsis. 

693632 Bacteria_16S 2610761 2610803 2 
strain DSM 43194 


43 


693632 Bacteria_16S 
strain DSM 44262 


2612293 2612335 2 43 


693632 Bacteria_16S 
strain CIP 103464 


2639879 2639921 2 43 


693632 Bacteria_16S 
strain MS1-3 16S 


2677560 2677602 2 43 
ribosomal RNA, partial sequence 


693632 Bacteria_16S 2688059 2688101 2 43 


strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 


693632 Bacteria_16S 2719532 2719574 2 43 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
693632 Bacteria_16S 2724120 2724162 2 
strain K97-0003 1 


43 


ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 
26 
gi 


gi 


gi 


6S ribosomal RNA, partial sequence 2723739 27 


Actinomyc 


219857258 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219857257 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219857231 
26395 


219857204 
77198 26786 


219857197 
891 


219857175 
al sequenc 
Act 


219857172 
252 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


693632 Bacteria_16S 
baikonurensis str 
baikonurensis Bac 
Nocardiaceae; 
693632 Bacteria_16S 
terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 
693632 Bacteria_16S 
strain IFO 16295 


2746505 2746547 2 43 


Rhodococcus. 


2759918 2759960 2 43 


2770431 2770473 2 43 


693632 Bacteria_16S 2771969 2772011 2 43 
venezuelae strain 
venezuelae Bacter 
Streptomycetaceae; 


693632 Bacteria_16S 


Streptomyces. 
2773504 2773546 2 


43 


gi 


ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae; 


gi 


15668 16S ribosomal RNA, partial sequence 27 
acteria; Actinobacteridae; Actinomycet 


gi 


16S ribosomal RNA, partial sequence 2770058 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 


gi 


JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 


gi 


219857156 
equence 
Acti 


219857146 
595 
ales; Pseu 
219857137 
715 
rin 
219857136 
equence 


Actinomyce 


219857135 


Streptomycineae; 


rineae; 


inomycetales; 


nomycet 


13 2554923 Strept 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024890.1 

2608828 261032 
etales; Pseudono 
ref|NR_024889.1 
Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
Pseudonocar 
ref |NR_024859.1 
12 2640976 Mycoba 
Mycobacteri 
NR_024832.1 


ref 


Nocardiacea 
ref |NR_024825.1 
Nocardiacea 
ref |NR_024803.1 
e 2719156 272065 
Coryn 
ref |NR_024800.1 
neae; Micromonos 
ref |NR_024784.1 

2746146 274749 
ales; Coryne 


ref|NR_024774.1 
56 2761026 Actino 
donocardineae; A 
ref|NR_024765.1 
eae; Nocardiacea 
ref|NR_024764.1 


2771601 277308 
tales; Streptomy 


acidiphilus carbonis 


Streptomycetaceae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
4 Nocardia 
ebacterineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Rhodococcus 
3 Rhodococcus 
bacterineae; 


Actinokineospora 
kineospora terrae 


ctinosynnemataceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Streptomyces 
3 Streptomyces 
cineae; 


ref |NR_024763.1 


Streptomyces peucetius 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomyceta 


ceae; Streptomyces. 


693632 Bacteria_16S 


strain JCM 4662 1 


Streptomycetaceae 


2775042 2775084 2 43 gi 


2776579 2776621 2 43 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_16S 
albofaciens strai 
albofaciens Bacte 


Stre 


; Streptomyces. 


693632 Bacteria_16S 
rectilineatus str 
rectilineatus Bac 
Micromonosporaceae; 
693632 Bacteria_16S 


2795984 2796026 2 


Actinoplanes. 
2797506 2797548 2 


43 


43 


gi 


ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


gi 


219857133 
761 
ptomyci 
219857132 
sequence 
Actinomyc 


219857119 
al sequenc 


e; Actin 


219857118 


nea 


ref|NR_024761.1| Streptomyces platensis 
57 Streptomyces platensis Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_024760.1| Streptomyces 

2776208 2777696 Streptomyces 


etales; Streptomycineae; 


omycet 


ref|NR_024747.1 
e 2795622 279709 
ales; Micro 


ref |NR_024746.1 


minutisporangium 


strain IFO 15962 16S ribosomal RNA, pa 


rt 


ial sequ 


ence 


279714 


Actinoplanes 
4 Actinoplanes 


monosporineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 


693632 Bacteri 


Crypt 
693632 Bacteria_16S 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
a_l 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 28 


osporangiaceae; Cryptosporangium. 
2799027 2799069 2 43 


gi 


6S 2800550 2800592 2 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


693632 Bacteria_ 
strain IFO 14915 


6S 2802071 2802113 2 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


693632 Bacteria_ 
strain IFO 12512 


6S 2803592 2803634 2 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


693632 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


693632 Bacteria_16S 
consettensis stra 


consettensis Bact 
Micromonosporacea 


693632 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


693632 Bacteria_16S 


strain JCM 9312 1 


2805114 2805156 2 43 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2806636 2806678 2 43 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808158 2808200 2 43 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
2829262 2829304 2 


43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Catenuloplanes. 


693632 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


693632 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_16S 


strain MK703-102F 


2830761 2830803 2 43 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2832299 2832341 2 43 gi 
16S ribosomal RNA, partial sequence 
Stre 
2833834 2833876 2 43 gi 
1 16S ribosomal RNA, partial sequence 


, 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


693632 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


693632 Bacteria_16S 


strain SJS0289-JS 


2890875 2890917 2 43 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2906047 2906089 2 43 gi 
1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


693632 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


693632 Bacteria_16S 


IFO 16102 16S ribosomal RNA, partial sequence 2939058 29405 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
693632 Bacteria_16S 2954539 2954581 2 43 gi| 219856820 


strain IFO 16068 


2937900 2937942 2 43 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 
2939418 2939460 2 


43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


693632 Bacteria_16S 


2977340 2977382 2 43 gi 


16S ribosomal RNA, partial sequence 2801710 28 


16S ribosomal RNA, partial sequence 2803231 28 


6S ribosomal RNA, partial sequence 2828900 28303 


16S ribosomal RNA, partial sequence 2954180 29556 


219857117 
001 
omonospori 
219857116 
016 
omonospori 
219857115 
031 
omonospori 
219857114 
047 
omonospori 
219857113 
1 sequence 
; Actinomy: 


19857112 
sequence 


2 
1 
; Actinomy 


219857111 
1 sequence 
; Actinomy 


219856904 
omonospori 


219856903 
equence 
Actinomyc 


219856902 
28319 
ptomycinea 
219856901 
28334 
nebacterin 
219856862 
sequence 
Actinomyc 


219856852 
29056 
nebacterin 
219856831 
1 sequence 
; Actinomy 


219856830 


nebacterin 


ref|NR_024745.1| Actinoplanes lobatus 
36 Actinoplanes lobatus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 

2804752 2806224 Actinoplanes 
cetales; Micromonosporineae; 


ref |NR_024740.1 
2806275 280774 
cetales; Micromo 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 
neae; Micromonosporaceae; 
ref|NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 
etales; Streptomycineae; 


ref |NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref |NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024681.1 

2890502 289195 
etales; Micromon 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Actinoplanes 

8 Actinoplanes 
osporineae; 


ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref |NR_024650.1 

2937540 293900 
cetales; Pseudon 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


ref|NR_024649.1| Lentzea albida strain 
28 Lentzea albida Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref |NR_024639.1| Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 

eae; Gordoniaceae; Gordonia. 


219846938 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 


macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


693632 Bacteria_16S 


thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 


693632 Bacteria_16S 


strain 10.268-1 1 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


693632 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


693632 Bacteria_16S 


strain HKI 0136 1 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


693632 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


693632 Bacteria_16S 


strain TA68 16S r 
Actinobacteria; A 


693632 Bacteria_16S 


strain TAGA27 16S 
Actinobacteria; A 


693632 Bacteria_16S 


strain F98.3HR69 
Actinobacteria; A 


693632 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


693632 Bacteria_16S 


strain ATCC 25470 


Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


693632 Bacteria_16S 


strain DSM 44267 


strain DSM 11140 


strain DSM 43067 


Actinomadura. 


693632 Bacteria_16S 


strain 1A-C 16S r 


strain DSM 44140 


strain DSM 43040 


strain DSM 43039 


; Streptomyces. 
2978872 2978914 2 43 gi 
rain A1484 16S ribosomal RNA, partial 


; Streptomyces. 


2984996 2985038 2 43 gi 


2986518 2986560 2 43 gi 
train NCIMB 13082 16S ribosomal RNA, par 


dococcus. 
3022904 3022946 2 43 gi 
s strain Kd2 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacter 
donia. 

3039632 3039674 2 


43 gi 


3044200 3044242 2 43 gi 
in YLM-1 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
Rarobacter. 

3045732 3045774 2 43 gi 
HKI 0125 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Ornithinicoccus. 

3092403 3092445 2 43 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3093921 3093963 2 43 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3098504 3098546 2 43 


gi 


Microc 
gi 


Microc 
gi 


ctinobacteridae; Actinomycetales; Microc 
3102948 3102990 2 43 gi 
in HR1-2 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
e; Verrucosispora. 

3104463 3104505 2 
16S ribosomal 


43 gi 
RNA, partial sequence 

Strept 
3148006 3148048 2 43 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3152603 3152645 2 43 gi 


3225517 3225559 2 43 gi 


3254235 3254277 2 43 gi 


Strept 


3310451 3310493 2 43 
ibosomal RNA, partial sequence 


gi 


3321041 3321083 2 43 gi 


6S 3330193 3330235 2 43 gi 


6S 3331721 3331763 2 43 gi 


693632 Bacteria_1 


219846937 
sequence 
cteria; Actinobacteria; Actinobacteridae; 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
693632 Bacteria_16S 


219846908 
sequence 
idae; Actinomycetales; 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
693632 Bacteria_16S 


ence 


219846891 


ence 


219846860 
3092041 30935 
occineae; 
219846859 
3093562 30950 


ence 


219846852 
31040 
omycineae; 
219846823 
31476 
Corynebacterineae; 


es; 


219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
693632 Bacteria_16S 


219846713 
3310081 33114 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
693632 Bacteria_16S 219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
693632 Bacteria_1 219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


693632 Bacteria_1 


omonosporineae; 
219846697 
16S ribosomal RNA, partial sequence 3331343 33328 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


6S 3333216 3333258 2 43 gi 


219846696 


Actinomycetales; 


bacterineae; 
219846932 
tial sequence 


acteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


bacterineae; 
219846892 


Actinomycetales; 


inomycetales; 


occineae; 
219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
occineae; 
219846853 


Actinomycetales; 


occineae; 
219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
693632 Bacteria_16S 


occineae; 
219846751 
16S ribosomal RNA, partial sequence 3253877 32553 


Actinobacteria; Actinobacteridae; Actinomycetales; osporangineae; 


Streptomycineae; 


ref |NR_026529.1 
2978510 297999 


Streptomyces 
0 Streptomyces 
Streptomycineae; 


ref|NR_026525.1| Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 
Nocardiaceae; Nocardia. 
NR_026524.1| Rhodococcus 

2986156 2987629 Rhodococcus 
Corynebacterineae; 


ref 


ref|NR_026500.1| Gordonia 
3022528 3023984 Gordonia 
Corynebacterineae; 


ref|NR_026488.1| Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_026484.1]/ Rarobacter 

3043846 3045309 Rarobacter 
Micrococcineae; 


ref|NR_026483.1| Ornithinicoccus 
3045360 3046851 Ornithinicoccus 
Micrococcineae; 


ref|NR_026452.1| Kocuria rhizophila 
11 Kocuria rhizophila Bacteria; 
Micrococcaceae; Kocuria. 
ref|NR_026451.1| Kocuria palustris 
28 Kocuria palustris Bacteria; 
Micrococcaceae; Kocuria. 
ref|NR_026448.1| Arthrobacter rhombi 
44 Arthrobacter rhombi Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_026445.1| Verrucosispora 
102586 3104047 Verrucosispora 
Micromonosporineae; 


w 


ref|NR_026444.1| Streptomyces lydicus 
98 3105578 Streptomyces lydicus Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_026415.1| Corynebacterium 

42 3149116 Corynebacterium falsenii 
Corynebacteriaceae; 


ref|NR_026412.1] Terracoccus luteus 
13 Terracoccus luteus Bacteria; 
Intrasporangiaceae; Terracoccus. 
ref|NR_026362.1| Janibacter limosus 
21 Janibacter limosus Bacteria; 
Intrasporangiaceae; Janibacter. 
ref|NR_026343.1| Actinomadura madurae 
21 Actinomadura madurae Bacteria; 
Thermomonosporaceae; 


ref|NR_026305.1| Georgenia muralis 
97 Georgenia muralis Bacteria; 
Bogoriellaceae; Georgenia. 
ref|NR_026297.1| Gordonia hirsuta 
44 Gordonia hirsuta Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 
Micromonosporaceae; Pilimelia. 
NR_026288.1| Actinoplanes regularis 


ref 


strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


693632 Bacteria_16S 3334710 3334752 2 43 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

693632 Bacteria_16S 3337714 3337756 2 43 gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

693632 Bacteria_16S 3339226 3339268 2 43 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

693632 Bacteria_16S 3340751 3340793 2 43 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

693632 Bacteria_16S 3343797 3343839 2 43 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

693632 Bacteria_16S 3345325 3345367 2 43 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

693632 Bacteria_16S 3346851 3346893 2 43 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

693632 Bacteria_16S 3348377 3348419 2 43 gi|219846685|ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

693632 Bacteria_16S 3357644 3357686 2 43 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

693632 Bacteria_16S 3377445 3377487 2 43 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 
strain M17C 16S ribosomal RNA, partial sequence 3377063 3378542 Kytococcus sedentarius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

693632 Bacteria_16S 3380514 3380556 2 43 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
693632 Bacteria_16S 3395550 3395592 2 43 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

693632 Bacteria_16S 3398580 3398622 2 43 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

693632 Bacteria_16S 3400114 3400156 2 43 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 


strain DSM 20167 


strain DSM 20119 


strain DSM 20138 
Actinobacteria; A 


693632 Bacteria_16S 


histidinolovorans 
histidinolovorans 
Micrococcaceae; A 


693632 Bacteria_16S 


strain DSM 20116 
Actinobacteria; A 


693632 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


oc 


3401640 3401682 2 43 gi 
oc 


3403178 3403220 2 43 gi 
ctinobacteridae; Actinomycetales; Micr 
3404710 3404752 2 43 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
rthrobacter. 


3406236 3406278 2 


oc 


ar 
ri 
43 gi 
ctinobacteridae; Actinomycetales; Micr 
3415319 3415361 2 43 gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


oc 


al 


693632 Bacteria_16S 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 


occ 


occ 


es; 


3416785 3416827 2 43 gi 


16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
693632 Bacteria_16S 


occineae 
219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
693632 Bacteria_16S 


occineae 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
ineae; 
219846642 
tial seq 
dae; 


Act 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 


ineae 


219846634 


34149 
Micr 


219846633 


; Micrococcaceae 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref|NR_026235.1 
85 Arthrobacter 
3 Micrococcacea 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


13 Arthrobacter sulfureus Bacteria; 


; Arthrobacter. 


Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


’ 


Arthrobacter aurescens 


aurescens Bacteria; 


v 


Arthrobacter. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


ref |NR_026225.1 


341641 


Actinomyces 
6 3417841 Actinomyces 


hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


693632 Bacteria_16S 3447819 3447861 2 43 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 3449386 3449428 2 43 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

693632 Bacteria_16S 3452520 3452562 2 43 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

693632 Bacteria_16S 3458599 3458641 2 43 gi|219846603|ref|NR_026195.1]| Arthrobacter 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

693632 Bacteria_16S 3461640 3461682 2 43 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

693632 Bacteria_16S 3463163 3463205 2 43 gi|219846600|ref|NR_026192.1| Arthrobacter 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

693632 Bacteria_16S 3464686 3464728 2 43 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 


strain DSM 20545 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


693632 Bacteria_16S 


crystallopoietes 
crystallopoietes 


Micrococcaceae; Arthrobacter. 
693632 Bacteria_16S 


strain DSM 20133 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


693632 Bacteria_16S 


strain DSM 43205 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
693632 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


693632 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


693632 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


693632 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


693632 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


oc 
3466209 3466251 2 43 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


se 
Ac 


3467731 3467773 2 43 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


rt 
id 
3469257 3469299 2 43 gi 
oc 
3470775 3470817 2 43 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 
A 
3472285 3472327 2 43 gi 
ne 
3473820 3473862 2 
16S ribosomal RNA, 


43 gi 
complete sequence 
ne 
3476870 3476912 2 43 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3484365 3484407 2 


al 
e; 
43 gi 
Stre 
3485932 3485974 2 43 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3490561 3490603 2 43 gi 
DSM 40221 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

; Streptomyces. 

3492098 3492140 2 43 gi 
ATCC 43826 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3493645 3493687 2 43 gi 
DSM 44069 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

e; Thermocrispum. 


pt 


s 
A 


, 


se 
Ac 


, 
se 


id 


se 
Ac 


693632 Bacteria_16S 


strain DSM 44070 


16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


693632 Bacteria_16S 219846598 


219846597 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


693632 Bacteria_16S 219846595 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


693632 Bacteria_16S 219846593 


219846591 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_16S 


219846585 


219846582 


219846581 


219846580 


occineae; Mi 
quence 
tinomycetale 
ref 
ence 
nomy 


ial sequ 
ae; Acti 


ref 


occineae; Mi 
equence 
ctinomycetal 
ref 
bacterineae; 
ref 
34734 
bacterineae; 
ref 
sequenc 
Actinomycet 
ref 
omycineae; S 
ref 
equence 
ctinomycetal 
ref 
quence 

tinomycetale 
ref 
quence 

ae; Actinomy 
ref 
quence 


tinomycetale 


3495025 3495067 2 
16S ribosomal RNA, 


43 gi 
complete sequence 


219846579 


48 Arthrobacter 


44 3474924 Rhodoc 


e 3476498 347797 


99 Streptomyces 


3485550 3 


3490176 3 


3491744 3 


3493260 34945 


crococcaceae 


NR_026188.1 


crococcacea 


NR_026186.1 


Nocardiacea 
NR_026185.1 


Nocardiacea 
NR_026183.1 


ales; Coryne 


NR_026178.1 


treptomyceta 
NR_026177.1 
48706 
es; Streptom 
NR_026174.1 
49169 
s; Streptomy 
NR_026173.1 
49320 


Cor 


cetales; 


NR_026172.1 
8 
c 


s; Pseudono 


ref 


79 Arthrobacter pascens Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 

Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 

ycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


NR_026171.1 


Thermocrispum agreste 


3494639 3496156 Thermocrispum agreste 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Thermocrispum. 

693632 Bacteria_16S 3616958 3617000 2 43 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

693632 Bacteria_16S 3637917 3637959 2 43 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 3639469 3639511 2 43 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 3641038 3641080 2 43 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
693632 Bacteria_16S 
mediocidica strain IFO 14789 16S ribosomal RNA, partial 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 

693632 Bacteria_16S 
strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_16S 
auranticolor strain 253 16S ribosomal RNA, partial sequence 37119 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Actinoplanes. 


693632 Bacteria_16S 
philippinensis strain P-15 16S ribosomal RNA, partial s 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 
693632 Bacteria_16S 


hassiacum strain 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Kitasatospora. 


3642563 3642605 2 43 219846477 


sequence 


gi 


3644095 3644137 2 43 gi|219846476 


3712315 3712357 2 43 gi| 219846428 


es; 


3713776 3713818 2 43 219846427 


equence 


gi 


3721319 3721361 2 43 gi| 219846420 


Mycobacterium. 
693632 Bacteria_16S 3724376 3724418 2 43 gi|219846418 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 


verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
693632 Bacteria_16S 


strain FD 25934 1 


Actinomadura. 


693632 Bacteria_16S 
strain 04745 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
693632 Bacteria_16S 


luteofluorescens 
luteofluorescens 


strain IFO 15965 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_16S 


strain ATCC 25495 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


693632 Bacteria_16S 
eurythermus strain ATCC 14975 16S ribosomal RNA, 


eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 3923921 3923963 2 43 gi|219846278|ref|NR_025868.1 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 392352 


neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


693632 Bacteria_16S 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


693632 Bacteria_16S 
acidiscabies strain RL-110 16S ribosomal RNA, 


Actinomadura. 


3727290 3727332 2 43 gi| 219846416 


6S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3728744 3728786 2 43 gi|219846415 


Actinomadura. 


3902678 3902720 2 43 gi| 219846293 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
693632 Bacteria_16S 


3919179 3919221 2 
16S ribosomal RNA, 


43 gi| 219846281 


complete sequence 


3920760 3920802 2 
16S ribosomal RNA, 


43 gi| 219846280 


complete sequence 


3922341 3922383 2 43 gi| 219846279 


complete 


Streptomyces. 


3925502 3925544 2 43 gi| 219846277 


Streptomyces. 
3927082 3927124 2 


43 gi|219846276 
complete sequence 


Actinomycetales; 


Actinomycetales; 


3643713 36451 
Streptomycineae; 


Micromonosporineae; 


Actinomycetales; 


37209 
Corynebacterineae; 


Actinomycetales; 


Streptosporangineae; 


sequence 
Actinomycetales; 


Crypto 


39187 
Streptomycineae; 


39203 


Streptomycineae; 


sequence 3921948 39234 


Actinomycetales; 


complete 


Strept 


ref|NR_026069.1 
3642181 364366 


ref|NR_026068.1 
93 Kitasatospora 
Streptomyceta 


ref|NR_026019.1 


ref|NR_026018.1 
3713443 371485 


ref|NR_026011.1 


ref|NR_026009.1 
3724040 372545 


ref|NR_026007.1 
59 Actinomadura 


ref|NR_026006.1 
3728410 372981 


ref|NR_025883.1 


ref|NR_025871.1 


ref |NR_025870.1 


ref|NR_025869.1 


7 


ref|NR_025867.1 
sequence 392511 


ref 


NR_025866.1 


omycineae; 


Kitasatospora 


2 Kitasatospora 
Streptomycineae; 


Kitasatospora azatica 


azatica Bacteria; 


ceae; Kitasatospora. 


Actinoplanes 


82 3713392 Actinoplanes auranticolor 
Micromonosporaceae; 


Actinoplanes 


3 Actinoplanes 
Micromonosporineae; 


Mycobacterium 


52 3722442 Mycobacterium hassiacum 
Mycobacteriaceae; 


Actinomadura 


0 Actinomadura 
Streptosporangineae; 


Actinomadura macra 


macra Bacteria; 
Thermomonosporaceae; 


Actinomadura 


8 Actinomadura 
Streptosporangineae; 


Cryptosporangium arvum 
83 Cryptosporangium arvum Bacteria; 
sporangiaceae; Cryptosporangium. 


Streptomyces tendae 


87 3920316 Streptomyces tendae Bacteria; 
Streptomycetaceae; 


Streptomyces. 


Streptomyces sampsonii 
67 3921897 Streptomyces sampsonii 
Streptomycetaceae; 


Streptomyces 


8 Streptomyces 
Streptomycineae; 


Streptomyces 


9 3925059 Streptomyces 
Streptomycineae; 


Streptomyces 


0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 


3926691 3928220 Streptomyces 


acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
693632 Bacteria_16S 


strain RL-34 16S 


Mycobacteriaceae; 


693632 Bacteria_16S 
strain JC1078 16S 


Micrococcaceae; 


strain AS 4.1860 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
693632 Bacteria_16S 


strain W4937 16S 


Actinobacteria; Actinoba 
693632 Bacteria_16S 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Ko 


Actinobacteridae; 


strain CPJVR-H 16 


Actinobacteria; Actinoba 
693632 Bacteria_16S 


strain CA15-8 16S 


olivochromogenes 
olivochromogenes 


Streptomycetaceae 
693632 Bacteria_16S 


strain B7319 16S 


Streptomyces. 

3928663 3928705 2 
ribosomal RNA, 
4011489 4011531 2 
4038818 4038860 2 


Mycobacterium. 
4053817 4053859 2 


4058354 4058396 2 


4074959 4075001 2 
4115696 4115738 2 
ribosomal RNA, 


4124960 4125002 2 


4126446 4126488 2 


4199931 4199973 2 


4201414 4201456 2 


; Streptomyces. 
4202912 4202954 2 


43 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_16S 
strain CM2104 16S 


43 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
693632 Bacteria_16S 
cosmeticum strain 
cosmeticum Bacter 


43 


LTA-388 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


43 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
693632 Bacteria_16S 
alkalitolerans st 
alkalitolerans Ba 


43 


43 


16S ribosomal RNA, partial sequence 4074613 40 


43 


partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


43 


43 


S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 


43 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
693632 Bacteria_16S 


43 


43 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


693632 Bacteria_16S 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 


693632 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


693632 Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


693632 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


693632 Bacteria_16S 
in DSM 10349 16S ribosomal RNA, partia 
Clostridia; 


aeronauticum stra 
aeronauticum Bact 


693632 Bacteria_16S 
rain 16910a 16S ribosomal RNA, 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


693632 Bacteria_16S 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
693632 Bacteria_16S 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


PB90-1 16S riboso: 
Opitutae; Opituta 


4204460 4204502 2 


; Streptomyces. 
4210521 4210563 2 


Saccharothrix. 
618667 618710 1 


ae; 


2598482 2598523 1 


ridia; Clostridiales; 
3246829 3246870 1 


eria; Firmicutes; 


10714 10754 2 


cteria; Proteobacteria; 


268059 268102 2 


695974 696014 2 


mal RNA, partial sequence 
les; Opitutaceae; Opitutus. 


693632 Bacteria_16S 


2745105 2745145 2 


Al1-17B 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


43 


43 


43 


V-73 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


41 


41 


41 


43 


41 


695588 697067 Opitutus 


41 


complet 
Deltaproteobacteria; 


gi| 219846275 


3928271 39298 


gi|219846215 


4011119 40125 
Micrococcineae; 


gi|219846197 


gi|219846184 


4053509 40549 


rain YIM 70010 16S ribosomal RNA, partial sequen 
cteria; Actinobacteria; Actinobacteridae; 
Citricoccus. 
693632 Bacteria_16S 


Actinomyce 


ref 


ref 


ref 


ref 


00 Streptomyces 
Streptomycineae; Streptomycetaceae; 


4038441 40399 
tales; 


29 Serinicoccus 


NR_025865.1 


NR_025805.1 


NR_025787.1 


NR_025774.1 


Streptomycineae; 


Streptomyces scabiei 
scabiei Bacteria; 
Streptomyces. 
Janibacter melonis 


97 Janibacter melonis Bacteria; 
Intrasporangiaceae; 


Janibacter. 
Mycobacterium 


47 Mycobacterium 
Corynebacterineae; 


Serinicoccus marinus 
marinus Bacteria; 


Intrasporangiaceae; Serinicoccus. 
gi|219846181|ref|NR_025771.1| Citricoccus 
ce 4057969 4059448 Citricoccus 
Actinomycetales; Micrococcineae; 
gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
76023 Nocardia xishanensis Bacteria; 
Nocardiaceae; Nocardia. 
gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
4115405 4116807 Rhodococcus gordoniae Bacteria; 
Nocardiaceae; Rhodococcus. 
gi|219846133|ref|NR_025723.1| Kocuria marina strain 


gi|219846132 


4126077 41275 
Streptomycineae; 


gi|219846075 


4199561 42010 


gi|219846074 


strain DSM 40451 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


gi|219846073 


4202580 42040 
Streptomycineae; S 


gi| 219846072 


n VK-A60 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi|219846068 


n SA 233 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi| 265678639 


gi| 219857269 


16S ribosomal RNA, partial sequence 2598095 25994 
Peptococcaceae; 


gi| 219846756 


gi| 265679056 


265678881 


gi 


gi|265678585 


gi| 219857157 


cur 
Actinomycetales; Micrococcineae; Micrococcaceae; 
693632 Bacteria_16S 


61837 
Micrococ 


1 sequence 


Clostridiales; Peptoco 


e sequence 


rtial sequence 
nobacteridae; 


ref 


s 
ref 


Mi 
ref 


Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ia marina Bacte 
Kocuria. 


64 Streptomyces 
treptomycetaceae; 


27 Streptomyces 
treptomycetaceae; 


4204078 42055 
Actinomycetal 


4210162 42115 
Actinomycetal 


1 619715 Micro 


10342 
Desulfovibrionales; 


NR_025722.1 


NR_025665.1 


NR_025664.1 


NR_025663.1 


NR_025662.1 


es; 


NR_025658.1 
es; 


NR_028944.1 


NR_024900.1 


um. 
NR_026348.1 


ccaceae; 
NR_029364.1 
11910 


NR_029187.1 


NR_028890.1 


ref 


NR_024785.1 


267723 
Actinomycetales; 


ria; Actinobacteria; 


Streptomyces africanus 
africanus Bacteria; 
Streptomyces. 
Arthrobacter koreensis 


31 Arthrobacter koreensis Bacteria; 
crococcaceae; 


Arthrobacter. 
Streptomyces 


4201082 4202529 Streptomyces 
Streptomycineae; 


Streptomyces aureus 
aureus Bacteria; 
Streptomyces. 
Streptomyces 


65 Streptomyces 
Streptomycineae; 


Saccharothrix 


90 Saccharothrix 
Pseudonocardineae; 


Microbacterium 


bacterium aerolatum 
cineae; Microbacteriaceae; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
Desulfotomacul 


Desulfotomaculum 


3246473 3247948 Desulfotomaculum 
Desulfotomaculum. 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Actinomadura cremea 
269132 Actinomadura 


Opitutus terrae strain 


terrae Bacteria; Verrucomicrobia; 


Rothia aeria strain 


2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 


GCCAGCACGTAATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCTTCATGCCCCTTATGTCCAGGGCTTCAAGC 
ATGCTACAATGGCCGGTACAAAGGGCTGCGAAACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGT 
CGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGCAACACCCGAAGCCAGT 
GNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGAYRAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTT 
GCACCCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCATAAAGCGGGGGATAGCCTTTGGAAACGAAGGGTAATACCGCATGTGAACATCATTATCGC 
ATGAGAAGATGTTGAAAGTTCCGTTTGGAACACTTTATGATGAGGATGCGGCGTATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGATGATACGTAGCCGA 
ACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAAT 
GCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTGTAAGGGAAGAAAACTTAGGAGAGGAAATGCTCTTAAACTGACGGTACCTTACCAGAAAGCCA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTATAGGGTGCGTAGGCGGTTTTGTAAGTTCATGGTCAA 
ATCCCGAGGCTCAACCTCGGTTCGCCGTGAAAACTACATCACTAGAATACAAGAGAGGTAAACGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAG 
AACACCTGTGGCGAAAGCGGTTTACTGGCTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGT 
TGAGTACTAAGTGTCGGGGATTACCTCGGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTATAGAGATATAGTGGAGGTTAACA 
TTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTATCATTAAGTTGAG 
GACTCTAACGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGATACA 
AAGAGTCGCAATCCAGTGATGGGGAGCTAATCTCAAAAAGTCGGTCTCAGTTCGGATTGAAGGCTGCAACTCGCCTTCATGAAGCCGGAATCACTAGTAATCGCG 
GATCAGCTATGCCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTAATACCAGAAGTAGGTAGCTTAACCGCAAGGAGAG 
CGCTTCCCAAGGTAGGATTAGCGATTGGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGRTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGGGCAACCCTGGTGGCGAGTGGCGAACGGGTGAGTAATAC 
ATCGGAACGTGTCCTGGAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCTCTGGATGAAAGCGGGGGACCGAAAGGCCTCGCGCTCAAGGG 
GCGGCCGATGGCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTT 
TTGTCCGGAAAGAAAACCGCYTSKCTAATACAGGGGKGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGCTAAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTGGTGACTGGCG 
GGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGA 
CGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTCGGGTCTTCATTGACTTGGTAACGA 
AGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGA 
TGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAACCTTGCCGAGAGGTGAGGGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCTAGGGAGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAAYAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCC 
CAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACCGTTCCCGGG 
TCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTAATA 
CATGCAAGTCGAGCGCAAAGATCAGGAGCTTGCTCCTGTGATTTGAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTACCCTTGAGATTGGGATAACTACCGG 
AAACGGTAGCTAATACCGGATACGACCTTTCCACATAAGTGGAATTGTTAAAAGGCGGATTTATCTGCCGCTCATGGATGGGCCTGCGGTGCATTAGCTAGTTGG 
TGAGATAGTAGCTCACCAAGGCGACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTAAGGAAGAATACTTGAGGTAGT 
AACTGGCCTTGAGATGACGGTACTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCG 
TAAAGCGCGCGTAGGCGGTAAAATAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGTTTTACTTGAGTACAGAAGAGGAGAGTGGA 
ATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTTACTGACGCTGAGGTGCGAAAGCGTGGGGATCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGGTTTCCGCCCCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCT 
GGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAAT 
CTTGACATCCTCTGACAACTGTAGAGATACAGCTTCCCTTCGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTAAGTTTAGTTGCCATCATTAAGTTGGGCACTCTAGACTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCAT 
CATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAGGTTACAAAGGGCAGCAACGCCGCGAGGCCAAGCGAATCCCATAAAACTGTTCTCAGTTCGG 
ATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACA 
CCACGGAAGTCGATAACACCTGAAGCCGGTGGGCCAACCATTTATGGAGGCAGCCGTCGAAGGTGGGATGGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTA 
TCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGA 
GAATGAGGAGCTTGCTCCTCATGATCGAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTACCCTTGAGATTGGGATAACTACCGGAAACGGTAGCTAATACCG 
GATACGACTTTTCCACATAAGTGGAATGGTTAAAAGGCGGATTTATCTGCCGCTCATGGATGGGCCTGCGGTGCATTAGCTAGTTGGTGAGGTAGTGGCTCACCA 
AGGCGACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGA 
CGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTAAGGAAGAACACTTGAGGTAGTAACTGGCCTTGAGATGAC 
GGTACTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGG 
TAAAATAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGTTTTACTTGAGTACAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTG 
AAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGGTTTCCGCCCCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAG 
GCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTCTGACAG 
CCCTAGAGATAGGGTTTCCCTTCGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTAAGTTTAGTTGCCATCATTAAGTTGGGCACTCTAGACTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGATTTG 
GGCTACACACGTGCTACAATGGACAGGT TACAAAGGGCAGCGACGCCGCGAGGCCAAGCGAATCCCATAAAACTGTTCTCAGTTCGGATTGGAGTCTGCAACTCG 
ACTCCATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAAAGTCGATAACA 
CCTGAAGCCGGTGGGCCAACCTTTATGGAGGCAGCCGTCAAAGGTGGGATTGATAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCCTTGTGGTT 
TTAATGAATAGCGTGCTTGCACAATATGATTTAAAACAATGCAAGGAGTGGCGAACGGGTGAGTAACACGTGGGAAACCTACCTCTTAGCAGGGGATAACATTTG 
GAAACAGATGCTAATACCGTATAAYACTRAAAACCGCATGGTTTTTATTTGAAAGATGGTTCTGCTATCACTAAGAGATGGTCCCGCGGTGCATTAGTTAGATGG 
TGAGGTAATGGCTCACCATGACGATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGTGTGATGAAGGGTTTCGGCTCGTAAAGCACTGTTGTAAGAGAAGAATGTACTTGAGAGT 
AACTGTTCAAGTAGTGACGGTATCTTACCAGAAAGGGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCCCAAGCGTTATCCGGATTTATTGGGCG 
TAAAGCGAGCGCAGACGGTTATTTAAGTCTGAAGTGAAAGCCCTCAGCTCAACTGAGGAATTGCTTTGGAAACTGGATGACTTGAGTGCAGTAGAGGAAAGTGGA 
ACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCA 
AACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAGTGCTAGCTGTTCGAGGGTTTCCGCCCTTGAGTGGCGTAGCTAACGCATTAAGCACTCCGCCT 
GGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCCTTTGACCACTCCAGAGATGGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
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693632 Bacteria_16S 230035 230076 2 43 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
693632 Bacteria_16S 652058 652099 1 41 gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

693632 Bacteria_16S 968369 968410 2 43 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

693632 Bacteria_16S 1097497 1097538 2 43 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

693632 Bacteria_16S 1114220 1114261 2 43 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
693632 Bacteria_16S 1447332 1447369 1 37 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

693632 Bacteria_16S 1463798 1463835 1 37 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
693632 Bacteria_16S 1972477 1972518 1 41 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

693632 Bacteria_16S 2059896 2059933 1 37 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

693632 Bacteria_16S 2235879 2235920 1 41 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

693632 Bacteria_16S 2842939 2842980 2 43 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

693632 Bacteria_16S 2846067 2846104 1 37 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

693632 Bacteria_16S 2940942 2940983 2 43 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

693632 Bacteria_16S 2942458 2942499 2 43 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

693632 Bacteria_16S 3028959 3029000 1 41 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

693632 Bacteria_16S 3033542 3033583 1 41 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

693632 Bacteria_16S 3264799 3264840 1 41 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

693632 Bacteria_16S 3615450 3615491 2 43 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
693632 Bacteria_16S 150469 150497 1 29 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

693632 Bacteria_16S 182499 182527 1 29 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

693632 Bacteria_16S 257616 257656 2 41 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
693632 Bacteria_16S 350268 350308 4 43 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


693632 Bacteria_16S 417174 417202 1 29 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
693632 Bacteria_16S 464773 464813 4 43 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

693632 Bacteria_16S 524476 524512 2 37 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

693632 Bacteria_16S 532056 532084 1 29 gi| 265678697 |ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

693632 Bacteria_16S 629236 629276 4 43 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

693632 Bacteria_16S 686738 686766 1 29 gi|265678591|ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
693632 Bacteria_16S 816977 817005 1 29 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

693632 Bacteria_16S 853227 853255 1 29 gi| 265678477 |ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 

693632 Bacteria_16S 891129 891157 1 29 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

693632 Bacteria_16S 1080855 1080883 1 29 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
strain NAF001 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

693632 Bacteria_16S 1100480 1100508 1 29 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

693632 Bacteria_16S 1176307 1176335 1 29 gi| 228718376 |ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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nce 
Myxococ 


ref |NR_025314.1 
2030195 20316 


ales; Corynebac 


uence 
inomycet 
ref|NR_025309.1 
84 2037751 Coryn 
nebacterineae; 


20 
c 


362 
ory 


e 
es; 


4 
n 


3 
t 


eS 
c 


Corynebacterium. 
693632 Bacteria_16S 
submarinus strain 6N 
Bacteria; Proteob 
693632 Bacteria_16S 
sibiricum strain 
Bacteria; Firmicutes; 
693632 Bacteria_16S 

strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 
693632 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
693632 Bacteria_16S 
acidaminophilum s 
acidaminophilum B 
693632 Bacteria_16S 
aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 
693632 Bacteria_16S 
transvaalensis st 
transvaalensis Ba 
693632 Bacteria_16S 
strain IFO15566 1 
Firmicutes; Bacil 
693632 Bacteria_16S 
strain SG3902 16S 
Firmicutes; Clost 
693632 Bacteria_16S 

salinarius strain SG3 
salinarius Bacteria; 

693632 Bacteria_16S 

strain HK1 0089 1 


ria; 


693632 Bacteria_16S 
proteolyticus strain 
proteolyticus Bac 
693632 Bacteria_16S 
strain DSM 3963 1 
Deinococcus-Thermus; 
693632 Bacteria_16S 
strain M408/89/1 


Corynebacterium. 
693632 Bacteria_16S 
mastitidis strain S-8 
Bacteria; Actinob 
Corynebacterium. 
693632 Bacteria_16S 
strain NZ35 16S ribos 
Firmicutes; Clostridi 
693632 Bacteria_16S 
proteoclasticus strai 
proteoclasticus Bacte 
693632 Bacteria_16S 


lacunarum Bacteria; F 


acteria; Deltaproteobacteria; Desulfov 


Z-7981 16S ribosomal RNA, partial sequ 


4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


in DSM 1291 16S ribosomal RNA, partial 
eria; 


train DSM 3953 16S ribosomal RNA, part 
acteria; 


n ALA-3 16S ribosomal RNA, partial seq 


rain SAGM1 16S ribosomal RNA, partial 
cteria; 


ribosomal RNA, partial sequence 
ridia; 


6S ribo 
Actinobacteria; Actinoba 


teria; 


acteria; Actinobacteridae; Actinomycet 


2102624 2102664 2 41 gi 


16S ribosomal RNA, partial sequence 


2104195 2104223 1 29 gi 
Clostr 


gi 


Clostridia; Clostridiales; 
2324157 2324193 2 37 


al 


2463612 2463640 1 29 gi 
s 
Clostridia 


gi 


Firmicutes; Clostridia; 

2564595 2564623 1 29 
ia 
Clostri 


gi 


Firmicutes; 
2573814 2573854 2 


Clostridia; 
41 

ue 
ia 


Proteobacteria; Deltaproteobacter 


2794574 2794602 1 29 gi 
se 
Clostrid 


gi 


Firmicutes; Clostridia; 
2872445 2872473 1 29 


Bacillaceae; Bacillus. 
3016939 3016967 1 29 gi 
Halobacteroida 

29 gi 


Halanaerobiales; 
3130037 3130065 1 
903 16S ribosomal RNA, partial seq 
Firmicutes; Clostridia; Halanaerob 
3132945 3132981 2 37 gi 


ce 


ue 
ia 


cteridae; Actinomycetales; Micr 
3169385 3169425 2 41 gi 
DSM 20540 16S ribosomal RNA, partial 
Deinococcus-Thermus; Deinococci; 
3170901 3170941 2 41 gi 


oc 


Deinoco 
gi 


Deinococci; Deinococcales; cc 


3201432 3201468 2 37 
ne 


3205892 3205928 2 37 gi 
16S ribosomal RNA, partial sequence 


al 


3240735 3240775 2 41 
omal RNA, partial sequence 
a; Clostridiales; Clostridiaceae; 

3365405 3365445 2 41 gi 
n DSM 12679 16S ribosomal RNA, par 
ria; Firmicutes; Clostridia; Clost 


gi 
Th 


ti 
ri 


219878118 
ib 
219878117 
en 
id 
219857513 


219857407 


219857291 


219857285 


219857120 


219856876 
6S ribosomal RNA, partial sequence 2872057 28735 
lales; 
219846912 
3016582 30179 


219846835 
219846833 
somal RNA, partial sequence 3132587 31340 
219846808 
219846807 
6S ribosomal RNA, partial sequence 3170548 31720 
219846787 
16S ribosomal RNA, partial sequence 3201064 32024 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


219846784 


219846760 
3240430 32418 


219846673 


ref|NR_025257.1 
11 2103776 Desul 
; Desulfohalobi 
ref|NR_025256.1 
27 2105235 Anoxy 
Anoxynatronum. 
ref|NR_025101.1 
67 2325209 Coryn 
nebacterineae; 


21 
riona 


022 
les 


ce 21038 
iaceae; 


23238 
es; Cory 
ref|NR_024995.1 

2463226 246471 
stridiaceae; Cl 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024916.1 
2573428 257495 
ovibrionales; D 


equence 
les; Clo 


1 sequen 
diales; 


nce 
Desulf 


, 


ref|NR_024748.1 

2794179 279557 
lostridiaceae; 
ref|NR_024695.1 


quence 


iales; C 


ref |NR_026504.1 


ia. 
ref 


ae; Oren 
NR_026427.1 
129667 313104 
obacteroidaceae; 


v 
ref |NR_026425.1 


w 


nce 


les; Hal 


occineae; Dermacoccacea 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 


ref |NR_026399.1 


sequenc 
Deinococ 


eino 
ref 


aceae; D coccus. 


NR_026379.1 


bacterineae; Corynebacte 


ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


32055 
es; Cory 


ref |NR_026352.1 
hium. 
ref|NR_026265.1 
nce 336503 
Clostridiaceae; 


ermobrac 


al seque 
diales; 


3372837 3372865 1 29 gi 


irmicutes; Clostridia; Halanaerobial 


219846668 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 


ref|NR_026260.1 
3372496 337395 


es; Halobacteroidaceae; 


£ 
a 


n 


e 
io: 


fo} 


e 


Sorangiineae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Anoxynatronum 
atronum sibiricum 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Clostridium 

2 Clostridium 

stridium. 
Eubacterium 

8 Eubacterium 

Eubacterium. 
Desulfovibrio 

7 Desulfovibrio 

sulfovibrionaceae; 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Demetria terragena 


43 Demetria terragena Bacteria; 
e 


; Demetria. 


Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 
Corynebacterium 
bacterium mastitidis 


orynebacteriaceae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Caloramator 

4 3366453 Caloramator 
Caloramator. 
Halanaerobacter 

0 Halanaerobacter 
Halanaerobacter. 


693632 Bacteria_16S 


strain DSM 3133 1 


strain DSM 8723 1 
Firmicutes; Bacil 


693632 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


693632 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


693632 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


693632 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


693632 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
693632 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


693632 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


693632 Bacteria_16S 


strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 


693632 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
693632 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


693632 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


693632 Bacteria_16S 


XILO1 16S ribosom 
Actinobacteridae; 


693632 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


693632 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


693632 Bacteria_16S 


strain 216 16S ri 
Actinobacteria; A 
Luteococcus. 


693632 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


693632 Bacteria_16S 


marinus subsp. pa 


3487498 3487540 2 43 gi 
oc 
3535960 3535988 1 29 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3545326 3545354 1 29 
somal RNA, complete sequence 
laceae; Bacillus. 

3551482 3551522 2 41 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3767322 3767362 2 41 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


gi 


gi 


gi 
Ca 


se 
a; 


3977436 3977476 4 43 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


qu 
R 


v 


4026588 4026616 1 29 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


eq 
ri 


4037340 4037380 4 43 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Th 
4065950 4065990 2 41 gi 


io 


eltaproteobacteria; Desulfovibrionales; 


4076474 4076514 2 41 gi 
ridia; Thermoanaerobacterales; Thermoana 
4165037 4165065 1 29 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Deltaproteob 


al 
ac 


106369 106396 2 29 gi 
Z-7288 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
217987 218022 4 38 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


ue 
ia 


eq 
P 


377084 377127 1 43 gi 


bosomal RNA, partial sequence 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


693632 Bacteria_16S 219846552 


3535585 35370 


219846546 
3544949 35464 


219846542 
3551089 35526 


219846386 


219846240 


219846205 


219846198 
219846175 
16S ribosomal RNA, partial sequence 4065569 40 
219846168 


6S ribosomal RNA, partial sequence 4076074 40 


219846104 


265678991 


265678917 


265678803 


al RNA, complete sequence 376697 378215 Agromyces ulmi Bacter 
Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
694433 694468 4 38 gi| 265678586 |ref|NR_028891.1 
in DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 
5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetale 
704755 704798 1 43 gi| 265678579 |ref|NR_028884.1 
EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedm 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
707579 707622 1 43 gi| 265678577 |ref|NR_028882.1 


707255 70861 


ctinobacteridae; Actinomycetales; Propionibacterineae; Propionib 
854790 854833 1 43 gi| 265678475 |ref|NR_028778.1 
train M 5 16S ribosomal RNA, partial sequence 854408 855931 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
eae; Propionibacterium. 
878955 878998 1 43 gi| 265678459 |ref|NR_028762.1 
storis strain PCC 9511 16S ribosomal RNA, partial sequence 


ref|NR_026176.1 


; Cellulomonadac 
ref|NR_026144.1 
88 Bacillus 


occineae 


ref|NR_026138.1 
54 Bacillus 


ref |NR_026134.1 


loramator. 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


quence 
Desulfo 


ref|NR_025830.1 
3977072 397838 
illales; Rhodosp 


ence 
hodospir 


ref|NR_025795.1 
4026183 402770 
fobacterales; De 


uence 
a; Desul 


ref|NR_025788.1 
40 01 4038390 Thiomo 


monas 


370 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025758.1 


669 


Desulfov 


776 


erobacterale 


s Family IV 


ref|NR_025694.1 
e 4164674 416611 
esulfobacterales 


sequenc 
teria; D 


ref |NR_029299.1 
106000 107471 
obacteroidaceae; 
ref|NR_029225.1 
217606 219133 
cetales; Plancto 


nce 
les; Hal 
uence 

lanctomy 


ref|NR_029108.1 


cohnii Bacteria; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


v 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Planctomyces 
Planctomyces 
mycetaceae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Friedmanniella 
anniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


e; Prochlorococcus. 


693632 Bacteria_16S 


strain CCUG 33897 


1218490 1218533 1 43 gi 
16S ribosomal RNA, partial sequence 


219878368 


ref|NR_025507.1 
1218199 1219566 Luteoc 


Luteococcus sanguinis 
occus sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Luteococcus. 


693632 Bacteria_16S 


1389524 1389551 2 29 gi 


bacteriovorus strain HD 100 16S ribosomal RNA, partial 


bacteriovorus HD100 Bacteria; 
Bdellovibrio. 
693632 Bacteria_16S 
septentrionale st 
septentrionale Ba 
Mesorhizobium. 
693632 Bacteria_16S 
avidum strain DSM 
Bacteria; Actinob 
Propionibacterium. 
693632 Bacteria_16S 
strain YIM 21741 


Proteobacteria; 


1515019 1515058 4 43 gi 


2081289 2081332 1 43 gi 


2228253 2228296 1 43 gi 


2357329 2357372 1 43 gi 
16S ribosomal RNA, partial sequence 


2358844 2358887 1 43 gi 


Propionibacteriaceae; Propionibacterium. 


693632 Bacteria_16S 
capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 
693632 Bacteria_16S 
spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 
693632 Bacteria_16S 


2534686 2534729 1 43 gi 


Friedmanniella. 


2587657 2587700 1 43 gi 


Friedmanniella. 


2682188 2682231 1 43 gi 


straminisolvens strain CSK1 16S ribosomal RNA, partial 


straminisolvens Bacteria; 
693632 Bacteria_16S 
strain IFO 16238 


Micropruina. 


693632 Bacteria_16S 
phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 
693632 Bacteria_16S 
antarctica strain 


Firmicutes; Clostridia; 


2838339 2838382 1 43 gi 


2839902 2839945 1 43 gi 


2898401 2898444 1 43 gi 


2968175 2968218 1 43 gi 


Microlunatus. 
2969702 2969745 1 


eae; 


43 gi 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 
693632 Bacteria_16S 
strain BS 16S ribosomal RNA, partial sequence 
Clostridia; 
693632 Bacteria_16S 

nicotinovorans strain DSM 420 16S ribosomal RNA, 
nicotinovorans Ba 


Firmicutes; 


Friedmanniella. 


2975862 2975889 2 29 gi 
Clostridiales; 
3460119 3460146 2 


Clostridiaceae; 
29 gi 


Micrococcaceae; Arthrobacter. 


693632 Bacteria_16S 
strain 20-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
693632 Bacteria_16S 
strain ATCC 29799 


Bacteria; 


Bacteroidetes; 
693632 Bacteria_16S 
gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 
693632 Bacteria_16S 
thermophilum strain H-6-12 16S ribosomal RNA, 


4023579 4023622 1 43 gi 


4192523 4192566 1 43 gi 
16S ribosomal RNA, partial sequence 
Bacteroidia; Bacteroidales; 


135399 135437 6 43 gi 


Actinomyces. 
204076 204118 2 


43 gi 
complete 


Deltaprot 


rain SDW 014 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobacteria; 


4901 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


acteria; Actinobacteridae; Actinomycetales; 


n Lg2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


complete 
cteria; Actinobacteria; Actinobacteridae; 


Ba 


in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 


228716586 


sequence 


219878113 


219878135 


219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
693632 Bacteria_16S 
strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 
693632 Bacteria_16S 
australiense stra 
australiense Bact 


219857489 


219857488 


in LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 235995 
eria; Actinobacteria; Actinobacteridae; 


219857354 


Ben 108 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


219857276 


Ben 107 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


219857201 
sequence 


Clostridiales; 


219856898 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
693632 Bacteria_16S 
strain IFO 16235 


219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
693632 Bacteria_16S 
glycogenica strai 
Bacteria; Actinob 


219856857 


219846945 


in NM-1 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


219846944 


AA-1042 16S ribosomal RNA, partial sequence 


219846939 


2975480 29769 
Clostridium. 


219846602 


219846207 


4023267 40246 


219846080 
41921 


265678972 


265678927 
sequence 


eobacteria; 


sequence 
Rhizobiales; 


2080923 2082426 Propio 
Propionibacterineae; 


2356968 2358432 Propio 
Propionibacterineae; 


Actinomycetales; Propion 
inomycetales; 


inomycetales; 


2898036 2899473 Microp 
Propionibacterineae; 


Actinomycetales; Propion 


Actinomycetales; Propionib 


sequence 3459743 346121 
Actinomycetales; 


cteroidaceae; 


1 sequence 
Actinomycetales; 


ref|NR_027553.1 
1389197 139049 


ref|NR_025252.1 
1514694 151610 
Phyllo 


ref|NR_025274.1 


ref |NR_025168.1 
Microbacteriac 
ref|NR_025077.1 


ref|NR_025076.1 


ref |NR_024942.1 
2534307 253578 
Propioniba 


ref |NR_024907.1 
2587275 258874 
Propioniba 


ref |NR_024829.1 

2681812 268325 
Clostridiaceae; 
ref|NR_024717.1 


Microbacteriac 
ref|NR_024716.1 


Microbacteriac 


ref |NR_024676.1 


ref |NR_026537.1 
2967820 296928 


ref |NR_026536.1 
2969338 297081 


ref |NR_026531.1 


ref|NR_026194.1 


Micro 


ref|NR_025797.1 


ref|NR_025670.1 
39 4193621 Bacter 
Bacteroides. 
ref |NR_029280.1 

135066 136444 
Actinom 


Bdellovibrionales; 


Bdellovibrio 
0 Bdellovibrio 
Bdellovibrionaceae; 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


Propionibacterium 
nibacterium avidum 


Propionibacteriaceae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Propioniferax innocua 

niferax innocua 
Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Clostridium 
8 Clostridium 
Clostridium. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 
ococcineae; 


eae; Agromyces. 
Micropruina 

ruina glycogenica 
Nocardioidaceae; 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 


acterineae; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Bacteroides capillosus 
oides capillosus 


Actinomyces 
Actinomyces 
ycineae; 


ref |NR_029235.1 
203662 205201 


Dictyoglomus 
Dictyoglomus 


thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 


693632 Bacteria_1 
strain PHL 16S ri 
B 
693632 Bacteria_1 
16S ribosomal RNA, partial sequence 1300923 13024 


Proteobacteria; 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Sedis; Caldicellulosiruptor. 
693632 Bacteria_16S 1682114 1682152 6 43 gi|219878420|ref|NR_025559.1 


strain R5292 16S 


strain CCUG 2113 


6S 948358 948392 4 37 
bosomal RNA, partial sequence 


gi 


6S 1301326 1301368 2 43 gi 


ribosomal RNA, partial sequence 


6S 2078177 2078215 1 38 gi 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
6S 2544656 2544690 4 


37 gi 


etaproteobacteria; Burkholderiales; Co: 


265678413 


947973 94948 
mamonadace 


219846639 


1681727 16832 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
693632 Bacteria_1 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
693632 Bacteria_1 


no 
219878137 

sequence 

Ac 


219857347 


16S ribosomal RNA, partial sequence 2544276 25457 


tinomyce 


ref|NR_028715.1 


Acidovorax. 
NR_026231.1 


ae; 
ref 


; Actinomycetace 
ref|NR_025276.1 

2077807 207932 
tales; Propionib 


ref |NR_024935.1 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 
mycineae; 


ae; Actinomyces. 
Propionibacterium 

0 Propionibacterium 

acterineae; 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

693632 Bacteria_16S 2668452 2668494 1 43 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

693632 Bacteria_16S 3027414 3027452 4 41 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 

693632 Bacteria_16S 3287551 3287593 2 43 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 

693632 Bacteria_16S 3413833 3413871 6 43 gi|219846635|ref|NR_026227.1| Actinomyces israelii 
strain CIP 103259 16S ribosomal RNA, partial sequence 3413473 3414913 Actinomyces israelii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

693632 Bacteria_16S 4237835 4237873 6 43 gi| 219846043 |ref|NR_025633.1| Actinomyces dentalis 


strain R18165 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
693632 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


693632 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


693632 Bacteria_16S 


collagenovorans s 
collagenovorans B 


693632 Bacteria_16S 


strain 2502 16S r 


ribosomal RNA, complete sequence 


54943 54984 1 41 gi 
pelotrichi; Erysipelotrichales; Erysip 
180959 181000 1 41 gi 
ain CG 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
187186 187227 1 41 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
225514 225555 2 43 gi 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


693632 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


693632 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 


Moorella group; M 
693632 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; Clost 


693632 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


693632 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


693632 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


693632 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


693632 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


693632 Bacteria_16S 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1063078 1063119 1 41 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1200448 1200488 2 41 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1328830 13288711 41 gi 
5 16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 
1504588 1504613 1 26 gi 
164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1631804 1631845 1 41 gi 


6S ribosomal RNA, partial sequence 54638 


4237444 42389 
nomycineae; 


265679027 
56028 
elotrichac 
265678942 
ence 18057 
idiaceae; 
265678938 
quence 
ridiales; 
265678912 


225125 22658 


nebacterin 
281653 281690 1 37 gi| 265678872 
ribosomal RNA, partial sequence 281272 28276 
ridia; Clostridiales; Eubacteriaceae; Eubacteriu 
332053 332090 5 41 gi| 265678839 
a strain JW 701/3 16S ribosomal RNA, complete se 
a Bacteria; Firmicutes; Clostridia; Thermoanaero 
oorella. 
387791 387832 1 41 gi| 265678796 
ribosomal RNA, partial sequence 387448 38884 
ridia; Clostridiales; Veillonellaceae; Veillonel 
683665 683706 1 41 gi| 265678593 


683287 68472 


Clostridiu 
265678335 
uence 
acillaceae 
228715386 
ce 12000 
es; Synerg 
219846090 
13284 
nellaceae; 
219846440 
uence 
les; Eubac 
219878455 


7; Ac 
ref 


tinomycetace 
NR_029335.1 


eae; Holdemania 
ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029246.1 

186799 188298 
Clostridiaceae; 
ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacteri 
ref |NR_029178.1 


m. 
ref 

quen 
bact 


NR_029144.1 
ce 331642 
erales; Ther 
ref|NR_029101.1 
la. 
ref|NR_028898.1 
m. 
ref |NR_028637.1 
1062699 106423 
; Alicyclobacill 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref |NR_026031.1 
1504208 150555 
teriaceae; Eubac 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Holdemania filiformis 


Holdemania filiformis Bacteria; 


Clostridium 
idium proteolyticum 


Clostridium 
Clostridium 
Clostridium. 
Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Moorella 
333194 Moorella 
moanaerobacteraceae; 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Aminobacterium 
acterium colombiense DSM 
acterium. 
Dialister invisus DSM 
ter invisus DSM 15470 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 


ref |NR_025594.1 


Erysipelothrix 


inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 


693632 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


693632 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


693632 Bacteria_16S 
macestii strain M 


Bacteria; Proteob 


693632 Bacteria_16S 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


693632 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


693632 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


693632 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


693632 Bacteria_16S 
viterbiensis stra 


viterbiensis Bact 


693632 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


693632 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


693632 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


693632 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


693632 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


693632 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


693632 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


693632 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


693632 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


693632 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


693632 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


693632 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


693632 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


693632 Bacteria_16S 


1893963 1894004 1 41 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


1968143 1968184 1 41 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
1977159 1977200 1 41 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
1980275 1980312 1 37 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 
2011273 2011310 2 38 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
2032034 2032075 1 41 gi 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
2402800 2402841 1 41 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2405899 2405940 1 41 gi 


gi 


gi 


Clostrid 
gi 


eria; Firmicutes; Clostridia; 


2450089 2450130 1 41 
lales; Thermoactinomycetaceae; 
2569152 2569193 1 41 
ain SPL77A 16S ribosomal RNA, 
teria; Firmicutes; Clostridia; Clostri 
2728733 27287741 41 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2755391 2755428 2 38 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2943974 2944015 2 43 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


Laceyel 
gi 
partial 


3035069 30351101 41 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
3051806 3051831 1 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
3078832 3078869 1 37 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3080408 3080445 1 37 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3081984 3082021 1 37 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


gi 


Clostridiaceae; 
26 gi 


3501025 3501066 1 41 


gi 
ridia; Clostridiales; Clostridiaceae; 

3520775 3520800 1 26 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


3528399 3528440 1 41 


gi 
ridia; Clostridiales; 
3529897 3529938 1 


Clostridiaceae; 
41 gi 


Desulfov 


in JW/MS-VS5 16S ribosomal RNA, partia 


eq 
a; 


ed 


ib 


al 
ba 


ne 
en 
Al 
Vv 


2 
1 
i 


la 


se 
di 


qu 
ac 


ne 
er 


s 
A 


Ct 


, 


en 
el 


ce 
el 


eq 
er 


cl 


s 
ri 


cl 


219878268 


219878216 
1967755 19691 


219878210 


219878208 


219878188 
2010901 20124 


219878174 


219857458 


19857456 
ales; 
219857419 
16S ribosomal RNA, partial sequence 2449732 24511 


219857288 


219857168 


219857149 


219856827 


219846899 
3034695 30361 


219846887 
complete sequence 3051418 30529 


219846869 


219846868 


219846867 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 


219846562 


219846557 
6S ribosomal RNA, partial sequence 3528019 35294 


NR_025407.1 
1893578 189509 
vibrionales; s 


uence 
Desulfo 
ref|NR_025355.1 
micanus. 
ref |NR_025349.1 

73 1978275 Desulf 
rionales; Desulfomicrobi 
ref|NR_025347.1 
e 1979903 198138 
Actinomycetale 


is; Ther 


19767 


sequenc 
cteridae 


, 


ref |NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025007.1 


tomyceta 


ce 20316 
icycloba 


24024 
eillonel 


sequence 
Clo 


ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref |NR_024646.1 
2943614 294507 
etales; Frankine 


quence 
ales; Cl 
ence 

illaceae 


e 27549 
ales; Th 


equence 
ctinomyc 


ref|NR_026491.1 


ostridium. 
ref|NR_026479.1 
Pelobacteraceae; Malonom 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 
3081609 308313 


lfurellales; Des 


ce 30784 
lales; D 


30800 
lales; D 


uence 
ia; Desu 


ref|NR_026167.1 


ostridiu 


equence 


a; Desulfuromonadal 


ref |NR_026149.1 


ostridium. 


219846556 


ref|NR_026148.1 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 

Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Planctomyces maris 


maris Bacteria; 


es. 
Alicyclobacillus 
lobacillus hesperidum 


Veillonella criceti 
nella criceti Bacteria; 


Caloramator 
6 Caloramator 
oramator. 
Laceyella putida 


92 Laceyella putida Bacteria; 


Clostridium 
8 Clostridium 
ostridium. 
Alicyclobacillus 
6 Alicyclobacillus 
us. 
Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


onas. 

Desulfurella 

urella multipotens 

Desulfurella. 
Desulfurella 

urella propionica 
Desulfurella. 
Desulfurella 

4 Desulfurella 

ulfurellaceae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 


homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


TCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATC 
ATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCATATACAACGAGTCGCCAACCCGCGAGGGTGCGCTAATCTCTTAAAGTATGTCTCAGTTCGG 
ACTGTAGGCTGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACA 
CCATGAGAGTTTGTAACACCCAAAGTCGGTGGGGTAACCTTTATAGGAGCCAGCCGCCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTA 
GGAGAACCTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGAACGGCTGAGTAACACGTGGGCAACCT 
GCCCCTTTCATTGGGATAGCCACGGGAAACCGTGATAATACCGAATACTTCGAGACTTCCGCATGGAAGACTCGAGAAAGCTCCGGCGGAGAGGGATGGCCCGCG 
GCCTGTTAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCAATGATGGGTAGCTGGGTTGAGAGACCGACCAGCCAGATTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGAAGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGA 
CGAGGCGAAAGTGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTCATTGGGCGTAA 
AGCGCTCGTAGGCGGTCTGTTAGGTCGGGAGTTAAATCCGGGGGCTCAACCCCCGCTCGCTCTCGATACCGGCAGACTTGAGTTTGGTAGGGGAAGGTGGAATTC 
CTAGTGTAGCGGTGGAATGCGCAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCTTCTGGGCCATAACTGACGCTGAGGAGCGAAAGCTAGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCTAGCCGTAAACGATGGACACTAGGTGTGGGGGAGTATTTCTTCCGTGCCGCAGCTAACGCATTAAGTGTCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACA 
TTTAGGTGAAGCGGCGGAAACGTCGTGGCCGAAAGGAGCCTAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTAGGTTAAGTCCTGCAACGA 
GCGCAACCCTCGTCGTATGTTGCCAGCGGTTAGGCCGGGCACCCATACGAGACCGCCGGCGTCAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCC 
TTATGTCCTGGGCTACACACGTGCTACAATGGCCGGCACAATGGGCTGCCAACCCGCGAGGGTGAGCGAATCCCTAAAGCCGGTCCCAGTTCGGATTGGAGGCTG 
CAACCCGCCTCCATGAAGTCGGAGTTGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTC 
GATTGCACCCGAAGTCGTCGGCTAACCTTTTAGGAGGGAGACGCCGAAGTGTGGTTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTGCTTGCAGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTG 
CCCTTCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCAATCTTTAGTGTGGTTGGTGGAAAGTTTTTTCGGTGGAGGATGAGCCCGCGGC 
CTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCTAGGGAAG 
AAGCCTTCGGGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAA 
AGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCAAACTGGAGTGCTGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTTACTGACACTGAGGAGCGAAAGCATGGGTAGCGAAC 
AGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGGGGATTTTTCACGATTTCCGTGCCGTAGCTAACGCATTAAGCGCCCNGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCNGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTT 
GACATACACCGGATCGCTGCAGAGATGTAGTTTCCCTTCGGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GTAACGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTGTGGTGGGGACTCACAAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGATACAGTGGGTTGCGATGCCGTGAGGTGGAGCTAATCCCTGAAAGTCGGCCTCAGTTCGGAT 
TGGAGTCTGCAACTCGACTCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCGCGT 
CATGAAAGTTGGTAACACCCGAACGCAGTGGCCTAAACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGATTGAACGC 
TGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGGGGAAGCTTGCTTCCCGCTGACGAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCCAGTAGT 
GGGGGATAGCCCGGGGAAACCCGGATTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGAGCCTAAGTCGGATTAGC 
TAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAAACCTT 
ATGGCTAATACCCATGAGGCTTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTA 
CTGGGCGTAAAGCGCGCGTAGGTGGTTTGGTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTGTCAGACTAGAGTGTGGTAGAGGG 
TAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGACTCTTGAAGTCTTAGTGGCGCAGCTAACGCACTAAGTTGA 
CCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTA 
CCTGGCCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTGGTTGCTAGCAGGTAATGCTGAGAACTCCAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAGGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCCAACTCGCGAGAGTGAGCCAATCCCTTAAAACGCGTCG 
TAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTGGATTGCACCAGAAGTAGTTAGTCTAACCTTCGGGAGGACGATTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTAGGGGAACCTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGG 
CGGCGTGCCTAATACATGCAAGTCGAGCGAACGGATAAGGAGCTTGCTCCTTTGAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACT 
GGAATAACTTCGGGAAACCGGAGCTAATGCCGGATAACATTTGGAACCGCATGGTTCTAAAGTAAAAGATGGTTTTGCTATCACTTATAGATGGACCCGCGCCGT 
ATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTATTAGGGAAGAA 
CAAATGTGTAAGTAACTGTGCACATCTTGACGGTACCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCG 
GAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAAACTTGAGTACAGA 
AGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAA 
AGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATT 
AAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAAATCTTGACATCCTTTGAAAACTCTAGAGATAGAGCCTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAACTTAGTTGCCAGCATTTAGTTGGGCACTCTAGGTTGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCTAAACCGCGAGGTCATGCAAATCCCATAAAG 
TTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTATGGAGCTAGCCGTCGAAGGTGGGACAAATGATTGGGGTNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGAGGGGCAGCATCATCAAAGCTTGCTTT 
GATGGATGGCGACCGGCGCACGGGTGAGTAACACGTATCCAACCTGCCGACAACACTGGGATAGCCTTTCGAAAGAAAGATTAATACCGGATGGCATAGTNTTCC 
CGCATGGGATNATTATTAAAGAATTTCGGTTGTCGATGGGGATGCGTTCCATTAGGCAGTTGGCGGGGTAACGGCCCACCAAACCTACGATGGATAGGGGTTCTG 
AGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAG 
CGTGAAGGATGACTGCCCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGCANGACGTGTGGCTTTTTGTATGTACCGTATGAATAAGGATCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGGTTGTTAAGTCAGTTGTGAAAGTTTGCGG 
CTCAACCGTAAAATTGCAGTTGATACTGGCGACCTTGAGTGCAACAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGA 
TTGCGAAGGCAGCTTACTGGATTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCACACAGTAAACGATGAATACT 
CGCTGTTGGCGATATACAGTCAGCGGCCAAGCGAAAGCATTAAGTATTCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTAAATTGCAACTGACTGAATCGGAAACGGTTCTTTCNTTCGGACAGTTG 
TGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCTTACGGGTAGTTACCATCAGGTTATGCTGGGGA 
CTCTACCCGGACTGCCGTCGTAAGATGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGGGGGTACAG 


693632 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


693632 Bacteria_16S 


strain DSM 286 16 


3531425 3531466 1 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3532872 3532913 1 41 
S ribosomal RNA, partial sequence 


41 gi 


gi 


3531057 3532455 Sarci 


3532506 35339 


219846555|ref|NR_026147.1| Sarcina maxima strain 
na maxima Bacteria; Firmicutes; 
219846554|ref|NR_026146.1| Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

693632 Bacteria_16S 3583267 3583308 1 41 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

693632 Bacteria_16S 3587905 3587942 1 37 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

693632 Bacteria_16S 3630349 3630374 1 26 gi|219846485|ref|NR_026077.1| Geobacter pelophilus 


strain Dfr2 16S r 
Proteobacteria; D 


693632 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


693632 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


693632 Bacteria_16S 


vulcanalis strain 
Bacteria; Firmicu 


693632 Bacteria_16S 


strain PV1 16S ri 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

693632 Bacteria_16S 24665 24701 2 37 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

693632 Bacteria_16S 39575 39603 1 29 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

693632 Bacteria_16S 63980 64020 4 43 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
693632 Bacteria_16S 67034 67074 4 43 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

693632 Bacteria_16S 83480 83520 2 41 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

693632 Bacteria_16S 86507 86547 2 41 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

693632 Bacteria_16S 121755 121783 1 29 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
693632 Bacteria_16S 153570 -153596. 1 29 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


strain V 5-2 16S 
Firmicutes; Clost 


693632 Bacteria_16S 


strain KB740 16S 


Proteobacteria; B 


693632 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


693632 Bacteria_16S 


kaustophilus stra 
kaustophilus Bact 


strain OXB 16S ri 
Proteobacteria; B 


eria; 
693632 Bacteria_16S 

bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3698754 3698795 1 41 gi 
1105 16S ribosomal RNA, partial seque 


3881163 3881200 2 38 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
r 

3965686 3965711 4 29 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


4047928 4047969 1 41 gi 
CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
4070458 4070499 1 41 gi 
bosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
156674 156714 4 43 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
199372 199400 1 29 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


219577 219604 2 29 gi 
in BD 53 16S ribosomal RNA, partial se 
Firmicutes; Bacillales; Bacillac 
266567 266607 4 43 gi 


693632 Bacteria_16S 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 


acteria; Deltaproteobacteria; Desulfov 
693632 Bacteria_16S 


3629961 36314 


' 

nc 
ib 
qu 


na 


s 
a; 


en 
Al 


219846437 


219846308 


219846248 


219846188 


Geobacteraceae; Geobact 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrob 
ref|NR_025898.1 

3880766 388228 


rales; Thermoan 


e 36983 
rionales 


ence 
erobacte 


ref|NR_025838.1 
3965346 396678 
monadales; Sphi 


equence 
Sphingo 


ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 


ce 40475 
icycloba 


153188 15467 
Oxobacter. 
265678958 
156293 15781 
ocyclaceae 
265678930 
equence 

ria; 


269568 269608 2 41 


gi 


219846172 
4070099 40715 


265678916 
quence 

eae; 
265678882 
266185 26767 
alobactera 
265678880 


ref|NR_025762.1 


ref|NR_029266.1 


; Azoarcus. 
ref|NR_029238.1 

198985 200521 
furomonadales; P 


Desul 


ref|NR_029224.1 

219184 220608 
cillus. 
ref |NR_029188.1 


Geoba 


ceae; Oxalobacte 


i 


a 


n 


35 Geobacter pelophilus Bacteria; 
e 


v. 

Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 

Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Novosphingobium 
8 Novosphingobium 


gomonadaceae; 


Alicyclobacillus 
lobacillus vulcanalis 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


7 Oxobacter pfennigii Bacteria; 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Pelobacter 
Pelobacter 
elobacteraceae; 


Geobacillus 
Geobacillus 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


r. 


ref|NR_029186.1 


269183 


Thermoanaerobacterium 
270620 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacterales; Thermoanaerobacterales Family III. 
693632 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


693632 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


693632 Bacteria_16S 


strain 941 16S ri 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


693632 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


693632 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


693632 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


693632 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


693632 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


693632 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


693632 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


693632 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
693632 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


693632 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


693632 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


693632 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


693632 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


693632 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


693632 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


693632 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


280139 280167 1 29 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


312123 312151 1 29 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
353163 353203 4 43 gi 
bosomal RNA, partial sequence 


372510 372550 4 43 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


381656 381696 4 43 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


390866 390906 4 43 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
415691 415731 4 43 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
423280 423308 1 29 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
463271 463311 4 43 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
476922 476962 4 43 gi 
ia; Rhodobacterales; Rhodobacteraceae; 
481556 481596 4 43 gi 
ain Ben 117 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
529098 529118 2 22 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
541235 541263 1 29 gi 
CW1l 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
583771 583811 4 43 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


gi 


649195 649235 4 43 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
665646 665686 2 41 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
668593 668629 2 37 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

685172 685200 1 29 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
719974 720014 4 43 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 


738337 738377 4 
P6-12 16S ribosomal RNA, 


43 gi 
complete sequ 


693632 Bacteria_16S 


strain J1 16S rib 
Proteobacteria; A 


352821 35423 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
693632 Bacteria_16S 


476563 478023 Parac 


265678873 
quence 
teria; Des 
265678852 
equence 

ylococcus. 
265678821 


microbiace 
265678806 
quence 


265678592 
ce 68477 
acterales; 
265678568 
1 sequence 
eria; Caul 


265678555 
ence 73794 
riales; Ox 


acteria; Betaproteobacteria; Burkholde 
767798 767838 4 43 gi 
osomal RNA, partial sequence 


lphaproteobacteria; 


Incertae Sedis; 


ref 


ref 
3 


ref 


ae; 
ref 


e; Actinomycet 


ref 


ref 


~ 


ref 


265678534 


ref 


4 686292 Desul 
Des 


NR_029179.1 


279814 281221 
ulfu 


romonadales; 


NR_029158.1 


11738 313264 


NR_029126.1 


Rhodoplanes. 
NR_029111.1 


372149 373610 


ales; Actino 
NR_028897.1 
£ 
ulfobacterac 


NR_028872.1 


19632 721036 
obac 


terales; Cau 


NR_028859.1 


8 739471 Herbas 
alob 


acteraceae; 


NR_028838.1 


Thermoanaerobacterium. 


Geobacter 
Geobacter 
Geobacteraceae; 


Staphylococcus 
Staphylococcus 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Sphingomonas 
Sphingomonas 


teria; Sphingomonadales; Sphingomonadaceae; 
265678800|ref|NR_029105.1| Parvibaculum 
sequence 381306 382756 Parvibaculum 
cteria; Rhizobiales; Phyllobacteriaceae; 
265678794|ref|NR_029099.1| Chitinimonas 
ce 390482 392023 Chitinimonas taiwanensis 
riales; Burkholderiaceae; Chitinimonas. 
265678777|ref|NR_029082.1| Methylobacterium 
415329 416805 Methylobacterium populi BJ001 
les; Methylobacteriaceae; Methylobacterium. 
265678772|ref|NR_029077.1| Bacillus algicola 
422881 424425 Bacillus algicola Bacteria; 
265678742 |ref|NR_029047.1| Ancylobacter 
sequence 462905 464361 Ancylobacter 
ia; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
265678733|ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 
Paracoccus. 
265678730|ref|NR_029035.1| Quatrionicoccus 
sequence 481171 482647 Quatrionicoccus 
ria; Rhodocyclales; Rhodocyclaceae; 
265678699|ref|NR_029004.1| Deinococcus indicus 
528726 530192 Deinococcus indicus Bacteria; 
ccaceae; Deinococcus. 
265678691|ref|NR_028996.1| Staphylococcus 
ce 540862 542331 Staphylococcus nepalensis 
265678663|ref|NR_028968.1| Paracoccus 
equence 583422 584837 Paracoccus 
ria; Rhodobacterales; Rhodobacteraceae; 
265678618|ref|NR_028923.1| Methylocapsa 
e 648840 650254 Methylocapsa acidiphila 
les; Beijerinckiaceae; Methylocapsa. 
265678605 |ref|NR_028910.1| Pelospora glutarica 
665236 666735 Pelospora glutarica Bacteria; 
eae; Pelospora. 
265678603|ref|NR_028908.1| Arcanobacterium 
al sequence 668320 669706 Arcanobacterium 


mycineae; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Devosia neptuniae 


767437 768914 Devosia neptuniae Bacteria; 
Rhizobiales; Hyphomicrobiaceae; Devosia. 


693632 Bacteria_16S 
strain MOL361 16S 


798572 798600 1 


ribosomal RNA, partial sequence 


29 gi| 265678513 |ref 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 


693632 Bacteria_16S 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


693632 Bacteria_16S 


34614 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


693632 Bacteria_16S 
strain AMX51 16S 


693632 Bacteria_16S 


strain K1 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 


693632 Bacteria_16S 


strain RE35F/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


693632 Bacteria_16S 


hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 99565 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; 


824572 824612 4 


826074 826114 4 


842831 842871 4 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


859476 859504 1 


908057 908097 4 


994568 994596 1 


Sedis; Acidaminobacter. 


693632 Bacteria_16S 


strain S5b2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


693632 Bacteria_16S 


strain 7-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


693632 Bacteria_16S 
tardaugens strain 
Bacteria; 
693632 Bacteria_16S 


strain DAPP-PG 224 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


693632 Bacteria_16S 


strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadaceae; 


Alphaproteobacteria; 
693632 Bacteria_16S 
strain D2-18 16S 
Firmicutes; 
693632 Bacteria_16S 


witflariensis strain W-5 
witflariensis Bacteria; 


Sphingopyxis. 
693632 Bacteria_16S 


phragmitetus strain C6-1 


phragmitetus Bacteria; 
Pannonibacter. 
693632 Bacteria_16S 


strain Ter6 16S ribosoma 
Proteobacteria; Betaproteobacteria; 


693632 Bacteria_16S 


lucentensis strain QMT2 


Bacteria; 
693632 Bacteria_16S 
C91 16S ribosomal 


693632 Bacteria_16S 
strain AM1114 16S 
Firmicutes; 
693632 Bacteria_16S 
radiopugnans ATCC 


693632 Bacteria_16S 


strain UR/MT95 16S ribosomal RNA, partial sequence 


ribosomal RNA, 
Clostridia; 


Proteobacteria; 


1002228 1002268 4 


1035632 1035672 4 


1073477 1073517 4 


1077869 1077909 4 


1083844 1083884 4 


Sphingomonadales; 


1103547 1103583 1 


Rhizobiales; 


sequence 
Desulfuromonadales; 


Sphingomonadales; 


Sphingomonadales; 


partial sequence 


43 gi| 265678496 
824212 825662 Bosea 


ref 


43 gi| 265678495 
825713 827158 Bosea 


ref 


43 gi| 265678484 |ref 
Bradyrhizobiaceae; 


29 gi|265678472|ref 


798207 799714 Turicibacter 


NR_028816.1 


NR_028799.1 


vestrisii Bacteria; 


NR_028798.1 


eneae Bacteria; 


NR_028787.1 


Bosea. 
NR_028775.1 


Turicibacter sanguinis 
sanguinis Bacteria; 


Turicibacter. 


Bosea vestrisii strain 
Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


842468 843949 Bosea minatitlanensis Bacteria; 


Geobacter thiogenes 


859076 860596 Geobacter thiogenes Bacteria; 


43 gi| 265678439 |ref 


29 gi| 265678381 |ref 


43 gi| 265678376 |ref 


43 gi|265678354|ref 


43 gi| 265678328 |ref 


ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novos 
Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


43 gi| 265678324 |ref 


43 gi|265678320|ref 


37 gi| 265678306 |ref 


Geobacteraceae; 


907717 909160 Erythrobacter 
Erythrobacteraceae; 


Azovibrio. 


1077529 1078967 Sphin 
Sphingomonadaceae; 


1103152 1104621 Mogibacterium 


NR_028741.1 


NR_028683.1 


NR_028678.1 


NR_028656.1 


NR_028630.1 


NR_028626.1 


NR_028622.1 


gobium amiense Bacteria; 
Sphingobium. 


NR_028608.1 


Geobacter. 


Erythrobacter citreus 
citreus Bacteria; 


Erythrobacter. 


Acidaminobacter 


2 Acidaminobacter 
Clostridiales Family XII. 


Incertae 


Azovibrio restrictus 


1001834 1003301 Azovibrio restrictus Bacteria; 


Herbaspirillum putei 


1035238 1036733 Herbaspirillum putei Bacteria; 
Herbaspirillum. 


Novosphingobium 


phingobium tardaugens 
Sphingomonadaceae; Novosphingobium. 


Sphingomonas melonis 


gomonas melonis Bacteria; 
Sphingomonas. 


Sphingobium amiense 
Proteobacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 


Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
1141437 1141477 4 43 gi|253680762|ref|NR_028010.1| Sphingopyxis 
0 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 


1142962 1143002 4 


1145978 1146018 4 


1150477 1150517 4 


1179286 1179326 4 


RNA, partial sequence 


1223059 1223087 1 


ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
1259236 1259256 2 


1266816 1266856 4 


Proteobacteria; Alphaproteobacteria; 


1 RNA, partial sequence 
Burkholderiales; 


Deinococci; 


43 gi| 253680761 |ref 


43 gi| 253680759 |ref 


43 gi| 253680756 |ref 


16S ribosomal RNA, partial sequence 1150178 1151571 Thala 
Alphaproteobacteria; Rhodospirillales; 


43 gi|228717704|ref 


1178919 1180416 Nitrosomonas eutropha 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; 


29 gi| 219878346 |ref 


Caminicella. 


22 gi|219846811|ref 


19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deino 
19172 Bacteria; Deinococcus-Thermus; 


43 gi| 219846423 |ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae 


693632 Bacteria_16S 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial 


ishimotonii Bacteria; 
Desulfonema. 
693632 Bacteria_16S 


506 16S ribosomal RNA, complete sequence 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


1269920 1269948 1 
Proteobacteria; 


1305944 1305984 4 


Deltaproteobacteria; 


219846400 
sequence 


29 gi ref 


Desulfobac 


43 gi| 219846269 |ref 


Sphingomonadales; 


Rhodobacterales; 


1269526 127096 
Desulfobacteraceae; 


NR_028009.1 


NR_028007.1 


NR_028004.1 


NR_027566.1 


NR_025485.1 


NR_026403.1 


NR_026014.1 


; Massilia. 
NR_025991.1 


terales; 


NR_025859.1 


Collimonas. 


Sphingomonadaceae; 


Pannonibacter 


9 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 


Proteobacteria; Alphaproteobacteria; Rhodobacteraceae; 


Collimonas fungivorans 


1145612 1147064 Collimonas fungivorans Bacteria; 
Oxalobacteraceae; 


Thalassospira 


ssospira lucentensis 
Rhodospirillaceae; Thalassospira. 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Caminicella sporogenes 


1222664 1224119 Caminicella sporogenes Bacteria; 
Clostridiaceae; 


Deinococcus 


coccus radiopugnans ATCC 
Deinococcales; Deinococcaceae; Deinococcus. 


Massilia timonae 


1266430 1267923 Massilia timonae Bacteria; 


Desulfonema 
5 Desulfonema 


Starkeya novella DSM 


1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 


Starkeya. 


693632 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


693632 Bacteria_16S 


subsp. ureaphilum 
facile subsp. ure 
Hyphomicrobium. 


693632 Bacteria_16S 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
693632 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


693632 Bacteria_16S 


Cc 
Cc 


carnosus subsp. 
carnosus subsp. 


693632 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


693632 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


693632 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


693632 Bacteria_16S 


RW1 16S ribosomal 


1308931 1308971 4 43 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


1310404 1310444 4 43 gi 
strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


1318154 1318182 1 29 gi 
coagulans strain GA 211 16S ribosomal 


1319696 1319724 1 29 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1321238 1321266 1 29 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 
1339521 1339561 4 43 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1380455 1380495 4 43 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1390898 1390938 4 43 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1399940 1399980 4 43 gi 
RNA, partial sequence 


, 


228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


228715349 
RNA, part 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
228721340 
sequence 
oteobacter 


228717274 
ce 13801 
les; Beije 
228716336 
e 13905 
Parvularc 
228715353 


1399580 1401060 Sphin 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
693632 Bacteria_16S 1407372 1407412 4 43 gi|219846657 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial seq 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; S 
Sphingobium. 

693632 Bacteria_16S 1413433 1413473 4 43 gi| 224581449 
strain S-3 16S ribosomal RNA, partial sequence 1413085 14145 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
693632 Bacteria_16S 1424120 1424160 4 43 gi| 224581442 
strain B4P 16S ribosomal RNA, partial sequence 1423741 14252 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
693632 Bacteria_16S 1431897 14319251 29 gi| 224581434 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 14315 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 
693632 Bacteria_16S 1433429 1433457 1 29 gi| 224581433 
strain GD521 16S ribosomal RNA, partial sequence 1433051 14345 
Firmicutes; Bacillales; Staphylococcus. 

693632 Bacteria_16S 1438063 1438103 4 43 gi| 224581429 
strain S2 16S ribosomal RNA, partial sequence 1437684 14391 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
693632 Bacteria_16S 1457690 1457726 2 37 gi|224581414 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequenc 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Arcanobacterium. 

693632 Bacteria_16S 1465300 1465340 4 43 gi| 224581409 
strain U120 16S ribosomal RNA, partial sequence 1464924 14664 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
693632 Bacteria_16S 1468308 1468348 4 43 gi| 224581407 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 14694 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
693632 Bacteria_16S 1478950 1478978 1 29 gi| 219878381 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequen 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 
693632 Bacteria_16S 1486578 1486618 4 43 gi| 219857235 
strain SO2 16S ribosomal RNA, partial sequence 1486230 14876 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
693632 Bacteria_16S 1492629 1492669 4 43 gi| 219846714 


strain SA35 16S r 
Proteobacteria; A 


693632 Bacteria_16S 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1554497 1554525 1 29 gi 


1492298 14937 


obacterace 
219857209 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref 
ial 


NR_027521.1 
sequence 


ref 
uenc 
hylo 

ref 
quen 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
lococcus. 
ref|NR_027605.1 

1339181 134062 
ia; Rhodospirill 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref |NR_026249.1 
uence 140703 


phingomonadales; 


ref |NR_027233.1 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


, 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Methylocella 
ocella silvestris BL2 
hylocella. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


adac 
ref 


eae; Sphingo 
NR_027224.1 


bium. 
Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


; Thauera. 

ref|NR_027216.1 
17 1433000 Leptos 
lum. 


ref|NR_027215.1 


Leptospirillum 
pirillum ferrooxidans 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


ref|NR_027211.1 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


; Thauera. 
ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref |NR_027190.1 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


, Az 
ref 


oarcus. 
NR_027188.1 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


; Zoogloea. 
ref|NR_025520.1 
ce 1478573 148010 


ref|NR_024863.1 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


hizobium/Agrobac 
ref |NR_026306.1 
11 Xanthobacter 
ae; Xanthobacte 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


ref |NR_024837.1 


terium group; Rhizobium. 
Xanthobacter agilis 


agilis Bacteria; 
r. 


Anoxybacillus 


1554124 1555535 Anoxybacillus ayderensis 


693632 Bacteria_ 


papyrosolvens DSM 
Firmicutes; 


2782 Bacteria; 
693632 Bacteria_ 


strain T4 16S rib 


693632 Bacteria_ 
lacusfryxellense 
lacusfryxellense 
693632 Bacteria_ 


strain 4-1 16S ri 


Firmicutes; 
693632 Bacteria_ 


limicola strain G 
limicola Bacteria; 
693632 Bacteria_16S 
hippocoleae strai 
hippocoleae Bacte 


Actinomycetaceae; 


693632 Bacteria_16S 
asaccharovorans s 
asaccharovorans B 


Chelatococcus. 


693632 Bacteria_16S 
strain DSM 5090 1 


Firmicutes; 


Methylobacterium. 


693632 Bacteria_16S 
strain EDIV 16S r 


Azospirillum. 


693632 Bacteria_16S 
frisingense strai 
frisingense Bacte 


Herbaspirillum. 


693632 Bacteria_16S 
anilini strain An 
Proteob 
693632 Bacteria_16S 


Bacteria; 


strain ATCC 15260 


strain 47Lol 16S 


Proteobacteria; B 
693632 Bacteria_16S 
hydrothermalis st 
hydrothermalis Bacteria; 


Thermomonas. 


693632 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


693632 Bacteria_16S 
strain US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


693632 Bacteria_16S 


strain SW-46 16S 


Bacillales; 


16S 1576945 1576989 1 
2782 16S ribosomal RNA, 
Clostridia; 


16S 1628769 1628809 4 


16S 1683667 1683695 1 


Bacteria; 
16S 


Firmicutes; 
1685121 1685149 1 


Bacillaceae; 
1829705 1829745 4 


16S 
1848137 1848173 2 


Arcanobacterium. 
1867833 1867873 4 


1883153 1883181 1 


1895541 1895569 1 


1939164 1939204 4 


1955913 1955953 4 


1969554 1969594 4 


1970935 1970975 4 


1978724 1978752 1 


2015715 2015755 4 


2067423 2067463 4 


2068955 2068995 4 


2093431 2093471 4 
Proteobacteria; 
2094974 2095002 1 


lales; Bacillaceae; Baci 
2113172 2113212 4 


2117782 2117822 4 


2151060 2151100 4 


olChil 16S ribosomal RNA, 


44 


gi|219846510 


ref|NR_026102.1 


Clostridium 


complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 


43 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 


29 


29 


bosomal RNA, partial sequence 
Bacillus. 


43 


37 


n CCUG 44697 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


43 


29 


29 


43 


43 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
693632 Bacteria_16S 
doebereinerae str 
doebereinerae Bac 


Sphingomonadales; 


43 


43 


29 


il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


43 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
693632 Bacteria_16S 
strain 58Eu 16S r 
Proteobacteria; B 
693632 Bacteria_16S 


Sphingomonadales; 


43 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


43 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


43 


rain SGM-6 16S ribosomal RNA, partial 
Gammaproteobacteria; 


29 


ribosomal RNA, partial sequence 


llus. 
43 


43 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
693632 Bacteria_16S 
strain ALC-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


43 


Clostridiales; Clostridiaceae; 


gi|219878457 


1628419 1629834 Methylocella 


gi|219878419 


strain C/C-an/Bl 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
gi|219878418 


1684753 16861 


gi|219878316 


complete sequence 
Proteobacteria; Betaproteobacteria; 


gi| 219878303 


gi|219878289 


train TE2 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


gi|219878277 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridia; 
693632 Bacteria_16S 

strain DSM 5651 1 
Proteobacteria; D 
693632 Bacteria_16S 
fujisawaense stra 
fujisawaense Bact 


gi|219878267 


6S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


gi|219878235 


in DSM 5686 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


gi| 219878224 


1955571 1957016 Sphingomonas 
Sphingomonadaceae; 


gi|219878215 


ain GSF71 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


gi| 219878214 


n GSF30 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 


219878209 
19783 


gi 


219878185 
20153 


gi 
gi|219878145 
2067059 20685 


gi|219878144 
2068593 20700 


219878126 
sequence 


gi 


gi|219878125 
2094597 20961 


219857659 
sequenc 


gi 


gi| 219857656 
2117441 21188 
Erythrobac 
219857634 


gi 


Rhodocyclales; 


sequence 
Actinomycetales; Actinomycineae; 


Rhizobiales; Methylob 


Rhodospirillales; 


Burkholderiales; 


Sphingomonadaceae. 


Xanthomonadales; Xa 


ref|NR_025596.1 
Methylocella. 
ref|NR_025558.1 
168328 
Clostridiaceae; 
ref|NR_025557.1 


ref|NR_025455.1 
1829317 183084 
ref|NR_025442.1 


1847763 184924 


NR_025428.1 
1867493 186885 


ref |NR_025416.1 


ref|NR_025406.1 
Desul 
ref|NR_025374.1 

1938810 194024 


ref |NR_025363.1 
Sphingo 
ref|NR_025354.1 

1969231 197053 
Rh 


ref |NR_025353.1 
1970584 197204 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025324.1 
75 2016816 Caulob 
ref|NR_025284.1 
Thauera. 
ref|NR_025283.1 
Thauera. 
NR_025265.1 
2093069 209454 


ref |NR_025264.1 


ref|NR_025248.1 
e 2112812 211429 
Sphingomonadales 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 


Clostridium. 


Methylocella tundrae 


tundrae Bacteria; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Propionivibrio 
7 Propionivibrio 


Rhodocyclaceae; Propionivibrio. 


Arcanobacterium 
8 Arcanobacterium 


Chelatococcus 
8 Chelatococcus 


Rhizobiales; Beijerinckiaceae; 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Azospirillum 

3 Azospirillum 

odospirillaceae; 


Herbaspirillum 
9 Herbaspirillum 


Oxalobacteraceae; 


Desulfobacterium 
obacterium anilini 

eae; Desulfobacterium. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 
Rhodocyclaceae; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 
Rhodocyclaceae; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 


ref|NR_025223.1 


Porphyrobacter cryptus 


2150729 2152142 Porphyrobacter cryptus Bacteria; 


Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 


693632 Bacteria_ 


inexpectatum stra 
inexpectatum Bact 


Albidovulum. 
693632 Bacteria_ 


aminoxidans strai 
Proteob 


Bacteria; 
693632 Bacteria_ 


californiensis st 
californiensis Ba 


693632 Bacteria_ 
strain 63287 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


693632 Bacteria_ 


strain LBB1 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


693632 Bacteria_ 


strain YKJ-10 16S 
Bacil 


Firmicutes; 
693632 Bacteria_ 


strain SPS-1037 1 
B 


Proteobacteria; 
693632 Bacteria_ 


strain JSS-26 16S 
Proteobacteria; Alphaproteobacteria; 
693632 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
693632 Bacteria_16S 


strain 3CB-1 16S 
Proteobacteria; 


Proteobacteria; 


Clostridia; 


strain ILE-3 16S 


Synergistetes; 


Proteobacteria; 


Proteobacteria; 


strain BS5-8 16S 
Proteobacteria; 


693632 Bacteria_16S 


6a3 16S ribosomal 


Betaproteobacteri 
693632 Bacteria_16S 
strain VB32 16S r 
B 


Proteobacteria; 


693632 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


693632 Bacteria_16S 


multivorans strai 


Bacteria; Proteob 


693632 Bacteria_16S 


strain IM1 16S ri 


693632 Bacteria_16S 


subterraneus stra 


Bacteria; Proteob 


B 
693632 Bacteria_16S 
strain MF63 16S r 
B 
693632 Bacteria_16S 
strain Z 16S ribo 
Clost 
693632 Bacteria_16S 


Sy 
693632 Bacteria_16S 
strain CVL 16S ri 
D 
693632 Bacteria_16S 
strain CKB 16S ri 
B 
693632 Bacteria_16S 
pelophilus strain 
pelophilus Bacter 
693632 Bacteria_16S 


B 


16S 2152524 2152564 4 43 gi 


16S 2222108 2222148 4 43 gi 


16S 2237412 22374401 29 gi 
cteria; Firmicutes; Clostridia; 
16S 2299803 2299843 4 43 


ribosomal RNA, partial sequence 


gi 


16S 2340625 2340665 4 43 


ibosomal RNA, partial sequence 


gi 


16S 2381572 2381600 1 29 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


16S 2410510 2410550 4 43 


gi 


gi 


16S 2459097 2459137 4 43 


ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2460588 2460628 4 43 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2498195 2498235 4 43 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2499734 2499774 4 43 
ibosomal RNA, partial sequence 


gi 


ridiales; Clostridiaceae; Caloramator. 
2560046 2560086 2 41 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2613865 2613905 2 41 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2618544 2618584 4 43 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2646088 2646128 4 43 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
2649092 2649132 4 43 gi 
ribosomal RNA, partial sequence 


in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 


rain APO 16S ribosomal RNA, partial se 
Clostr 


Rhod 


219857633 
equence 
ria; 


219857584 
nce 
les; 

219857574 
quence 
idiales; 

219857530 


2299447 23008 
izobiace 


rh 
219857501 


2340265 23417 
dobacter 


ho 
219857472 


2381197 23827 


219857453 


6S ribosomal RNA, partial sequence 2410156 24116 
etaproteobacteria; Burkholderiales; Te 


pidimonas. 
219857410 


2458757 24601 
hingomon 


Sp 
219857409 


2460248 24616 
hingomon 


Sp 
219857384 


2497830 24993 
yclaceae 


oc 
219857382 


2499368 25008 


219857337 


2559665 25611 
Aminob 


ae; 
219857256 


2613469 26150 
Desulfov 


’ 


219857253 


2618180 26196 
yclaceae 


oc 
219857227 
uence 


’ 


219857225 


2648722 26501 


Rhodo 


22217 
Xanth 


Cc 


Rhodocyc 


Albidovulum 
1 Albidovulum 
obacteraceae; 


ref|NR_025222.1 
2152193 215360 
bacterales; Rhod 


Xanthobacter 
bacter aminoxidans 
nthobacter. 

Tindallia 
3 Tindallia 


ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref|NR_025162.1 
2237029 223848 
lostridiaceae; Tindallia. 
ref|NR_025118.1| Bosea massiliensis 
77 Bosea massiliensis Bacteria; 

ae; Bosea. 
ref|NR_025089.1| Rhodobaca bogoriensis 
21 Rhodobaca bogoriensis Bacteria; 
aceae; Rhodobaca. 

ref|NR_025060.1| Bacillus jeotgali 

01 Bacillus jeotgali Bacteria; 


ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


Sphingomonas koreensis 
97 Sphingomonas koreensis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024997.1| Sphingomonas aquatilis 
89 Sphingomonas aquatilis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 

; Thauera. 
ref|NR_024970.1| Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 


ref|NR_024998.1 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
2514983 2515023 2 41 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
somal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 


ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 
acterium. 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024855.1 
2645713 264719 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Dechloromonas agitata 
agitata Bacteria; 


Propionivibrio 
7 Propionivibrio 
lales; Rhodocyclaceae; Propionivibrio. 
ref|NR_024853.1| Azonexus fungiphilus 
96 Azonexus fungiphilus Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

2650596 2650636 4 43 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
a; Rhodocyclales; Rhodocyclaceae; Azospira. 

2652127 2652167 4 43 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
ibosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2653613 2653653 4 43 gi|219857222|ref|NR_024850.1| Azoarcus communis 
ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2661117 2661157 4 43 gi|219857216|ref|NR_024844.1| Methylorhabdus 
n DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
acteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

2662500 2662540 4 43 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
bosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

2674596 2674636 4 43 gi| 219857206 |ref|NR_024834.1| Thiobacter 
in C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
acteria; Betaproteobacteria; Thiobacter. 

2679091 2679119 1 29 gi|219857203|ref|NR_024831.1| Lentibacillus 


693632 Bacteria_16S 


juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 


2678696 2680219 Lentibacillus 


693632 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


693632 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


693632 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 
Firmicu 
693632 Bacteria_16S 


Bacteria; 


cycloheptanicus s 


cycloheptanicus B 
693632 Bacteria_16S 


herbarius strain 
Bacteria; 


saccharophila Bac 


693632 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


693632 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


693632 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


693632 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


693632 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


693632 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
693632 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 
pasteuri Bacteria; 
693632 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


693632 Bacteria_16S 
delphini strain ATCC 49171 16S ribosomal RNA, partial s 


delphini Bacteria 


693632 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


693632 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
693632 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


693632 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


693632 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


693632 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


693632 Bacteria_16S 


Firmicu 
693632 Bacteria_16S 
saccharophila str 


2698428 2698456 1 29 gi 
laceae; Bacillus. 

2718012 2718052 4 43 gi 
strain CPW301 16S ribosomal RNA, parti 


Bacteria; Proteobacteria; Betaproteoba 


al 


2722554 2722582 1 29 gi 


tes; Bacillales; Alicyclobacillaceae; Al 
2785598 2785626 1 29 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2787179 2787207 1 29 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

2849136 2849176 4 43 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2864630 2864670 4 43 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


cl 


Al 


s 
ri 


s 
a; 


2867723 2867763 4 43 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


se 
B 


2869287 2869315 1 29 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2874035 2874063 1 29 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2878756 2878784 1 29 gi 


ar 
ci 


s 
ba 


laceae; Bacillus. 
2884916 2884956 4 43 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2909137 2909165 1 29 gi 


Sp 


qu 
Firmicutes; Bacillales; Staphylococcus 
2912223 29122511 29 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 


2913767 2913795 1 29 


’ 


gi 


; Firmicutes; Bacillales; Staphylococc 
2925878 2925918 4 43 gi 
train E-396 16S ribosomal RNA, complet 


acteria; Proteobacteria; Alphaproteoba 


us 


e 
ct 


2965127 2965167 4 43 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 

2994070 2994110 4 43 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

2998675 2998703 1 29 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3036592 3036620 1 29 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3050259 3050299 2 41 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


qu 
ia 


s 


ea 


s 
ia 


s 
te. 


(one 


219857189 
2698052 2699555 Ba 


cil 


219857176 


sequ 
eria; 


enc 
Bu 


219857173 


27 
icycl 


221 
oba 


219857126 
ia 


1 seq 
obaci 


uen 
lla 


219857125 
ce 


27867 
icycloba 


219856891 


equence 
a; Burkh 


219856881 


equence 
Sphingo 


219856879 


quence 
urkholde 


219856878 


tial seq 
llaceae; 


219856875 


equence 
cillus. 


219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


219856866 
2884576 28858 


hingomon 


219856850 


ence 


219856848 


29118 


219856847 
eq 


uence 


219856839 


sequence 
eria; Rh 


219856812 
2964771 29662 
Sp 
219846927 


hingomon 


ence 
Rhizob 


’ 


219846924 


equence 
e; Anoxy. 


219846898 


equence 
les; Clo 


219846888 


equence 
ria; Des 


3054909 3054949 4 43 gi 


219846885 


dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Propionivibrio. 


Bacillus asahii strain 
ria; Firmicutes; 


ref 
lus 


NR_024817.1 
asahii Bacte 


ref |NR_024804.1 
e 2717632 271910 
rkholderiales; 0 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


ref |NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref |NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref|NR_024700.1 
2864276 286573 
monadales; Sphin 


Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


NR_024698.1 
4 
Cc 


Herbaspirillum 
5 Herbaspirillum 
es; Oxalobacteraceae; 

Bacillus 
6 2870426 Bacillus 
lus cereus group. 

Pullulanibacillus 
2 Pullulanibacillus 


NR_024697.1 
e 286889 
Bacillus; Bacil 
ref|NR_024694.1 

2873633 287517 


uenc 


Bacillus flexus strain 
ria; Firmicutes; 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024685.1 
81 Sphingomonas oligophenolica Bacteria; 
adaceae; Sphingomonas. 
ref|NR_024669.1| Staphylococcus 

2908741 2910234 Staphylococcus 


Sphingomonas 


ref |NR_024667.1 
27 2913320 Staphy 


Staphylococcus kloosii 
lococcus kloosii 


ref|NR_024666.1 


= Staphylococcus 
2913371 291486 


3 Staphylococcus 


ref|NR_024658.1 
2925520 292697 
odobacterales; R 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 
ref|NR_024631.1| Sphingopyxis chilensis 
22 Sphingopyxis chilensis Bacteria; 
adaceae; Sphingopyxis. 

ref|NR_026519.1| Agrobacterium 

2993732 2995168 Agrobacterium 

iales; Rhizobiaceae; 


ref|NR_026516.1 
2998293 299981 
bacillus. 
ref |NR_026490.1 
3036217 303768 
stridiaceae; Clo 
ref |NR_026480.1 
3049889 305136 


ulfovibrionales; 


Anoxybacillus 
6 Anoxybacillus 


Clostridium 
6 Clostridium 
stridium. 
Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_026477.1| Propionivibrio 
3054533 3056028 Propionivibrio 


693632 Bacteria_16S 


strain AX39 16S 
Proteobacteria; 


693632 Bacteria_16S 


mechernichensis 
mechernichensis 


693632 Bacteria_16S 
strain K 16S ribo 


Proteobacteria; 


693632 Bacteria_16S 
limneticum strain 


Bacteria; 


693632 Bacteria_16S 


strain ORS 992 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
693632 Bacteria_16S 


histidinovorans 
histidinovorans 


693632 Bacteria_16S 


strain Z-7934 16 
Firmicutes; Clos 


693632 Bacteria_16S 


strain DSM 12081 
Proteobacteria; 


693632 Bacteria_16S 
methylovorum strain DSM 
methylovorum Bacteria; 


Hyphomicrobium. 


693632 Bacteria_16S 


strain A901/1 16 


Proteobacteria; Alphaproteobacteria; 
693632 Bacteria_16S 


intestinalis str 


intestinalis Bacteria; 


Desulfovibrio. 


693632 Bacteria_16S 


radiophilus stra 


radiophilus Bacteria; 
693632 Bacteria_16S 
radiodurans strain DSM 2 
radiodurans Bacteria; 
693632 Bacteria_16S 


3059461 3059501 4 43 
ribosomal RNA, partial sequence 


gi 


3061002 3061042 4 43 gi 


Bacteria; Proteobacteria; 


3071362 3071402 4 43 gi 


3074298 3074338 4 43 gi 


3087989 3088017 1 29 gi 
strain Z-7940 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; 
3101437 3101465 1 29 

S ribosomal RNA, partial sequence 
tridia; Clostridiales; 
3113425 3113465 4 
16S ribosomal RNA, 
Betaproteobacteria; 


gi 


Clostridiaceae; 
43 gi 
complete sequence 
Rhodocyclales; 
3125572 3125612 4 43 gi 
5458 16S ribosomal RNA, partial 


3134428 3134468 4 43 
ribosomal RNA, partial sequence 


gi 
s 
Rhodobacterales; 
3151052 3151072 2 22 gi 
ain KMS2 
Proteobacteria; 


3166351 3166391 2 
in DSM 20551 16S ribosomal 
Deinococcus-Thermus; 
3167869 3167889 2 
0539 16S ribosomal 
Deinococcus-Thermus; 
3196980 3197020 4 


41 gi 
RNA, partial 
Deinococci; 

22 gi 
RNA, partial 
Deinococci; 

43 gi 


219846882 
3059104 30605 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
219846881 
strain TL1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


biaceae; 
219846863 


Clostridiales; 
219846854 
3101054 31025 
Tindallia. 
219846846 


Rhodoc 
219846838 
s 
Proteobacteria; Alphaproteobacteri 


219846832 
3134094 31355 

Rho 
219846821 
16S ribosomal RNA, partial seque 
Deltaproteobacteri 


219846810 


De 
219846809 


De 
219846790 


ref 


ref 


ref 


ref 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
3075830 3075870 4 43 gi|219846871|ref|NR_026463.1 
6S ribosomal RNA, partial sequence 3075492 30769 


sequence 
Clos 
ref 


ref 
31130 
yclaceae; Az 
ref 
equence 3 
a; Rhizobial 


ref 


dobacteracea 
ref 


Ww 


nce 
a; Desulfovi 
ref 
equence 3 
inococcales; 
ref 
equence 3 
inococcales; 
ref 


3060645 30621 
Rhodocyclales; 
219846874 
somal RNA, partial sequence 3071024 3072416 Methy 
Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
219846872 
cda-1 16S ribosomal RNA, partial sequence 30739 


loce 


12 3075441 Ferri 


3087607 30890 


125234 31266 


150676 31521 


165996 31674 


167516 316898 


sibiricus strain 
sibiricus Bacteria; 
Sandaracinobacter. 


693632 Bacteria_16S 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partia 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; 


Magnetospirillum. 


RB16-17 
Prot 


3198461 3198501 4 


16S ribosomal RNA, partial sequence 
eobacteria; Alphaproteobacteria; 


43 


Ww 


Sphingomonad 


219846789 |ref 


gi 


Rhodos 


196654 319807 


1 sequence 3198121 31995 


693632 Bacteria_16S 


strain IFO 10550 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
693632 Bacteria_16S 3222535 3222575 4 43 gi|219846772|ref|NR_026364.1 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 3222170 322363 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
Janthinobacterium. 

693632 Bacteria_16S 3239299 3239339 4 43 gi|219846761|ref|NR_026353.1 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
693632 Bacteria_16S 3242258 3242298 2 41 gi|219846759|ref|NR_026351.1 


africanus strain 


Desulfovibrio. 


693632 Bacteria_16S 
strain LMG 2142 1 


693632 Bacteria_16S 
strain Feox-1 16S ribosomal RNA, 


3208910 3208950 4 43 gi 
Sphingomonadales; 
3221016 3221056 4 43 gi 


3261758 3261798 4 43 gi 
Sphingomonadales; 
3269259 3269299 4 43 gi 


complete sequence 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
693632 Bacteria_16S 
lividum strain DSM 1522 16S ribosomal RNA, partial sequen 


Sp 
219846773 


DSM 2603 16S ribosomal RNA, partial sequ 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; 


219846746 
6S ribosomal RNA, partial sequence 3261418 32628 


Proteobacteria; Alphaproteobacteria; Sp 


ref 


hingomonadac 
ref 
ce 32206 


ence 


ref 


219846741 
3268876 3270396 Leptothrix mobilis Bacteria; 


11 Sphingomonas 


51 3222119 Janthi 


3241884 32433 
Desulfovibrionales; 


78 Sphingomonas 
hingomonadaceae; 


NR_026474.1 


NR_026473.1 
3 


NR_026466.1 


NR_026464.1 


NR_026455.1 
9 
tridiaceae; 
NR_026446.1 


NR_026438.1 


oarcus. 
NR_026430.1 
5 
es; Hyphomic 


NR_026424.1 


e; Paracoccu 
NR_026413.1 
8 
brionales; 


02.1 
6 

Deinococcac 
NR_026401.1 


NR_0264 


Deinococcac 
NR_026382.1 


ales; Sphing 


NR_026381. 


6 


pirillales; 
NR_026374.1 


eae; Sphingo: 
NR_026365.1 


9 
Desu 


NR_026338.1 


ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


Rhodocyclaceae; 


lla palustri 
Methylocella. 


Thauera selenatis 


94 Thauera selenatis Bacteria; 
Thauera. 


Thauera 
5 Thauera 
Thauera. 
Methylocella palustris 
s Bacteria; 


Ferribacterium 


bacterium limneticum 
Ferribacterium. 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
Rhizobium/Agrobacterium group; Rhizobium. 


Natronincola 
0 Natronincola 
Natronincola. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Azoarcus anaerobius 


39 3114569 Azoarcus anaerobius Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 
Desulfovibrio 
4 Desulfovibrio 


Desulfovibrionaceae; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Magnetospirillum 
3 Magnetospirillum 


Rhodospirillaceae; 


Sphingomonas mali 


mali Bacteria; 


monas. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Sphingomonas trueperi 


trueperi Bacteria; 
Sphingomonas. 


NR_026333.1 


Leptothrix mobilis 


693632 Bacteria_16S 
strain 301 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
693632 Bacteria_16S 3311896 3311936 4 43 gi|219846712 
strain BN6 16S ribosomal RNA, partial sequence 3311548 33129 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
693632 Bacteria_16S 3374356 3374384 1 29 gi|219846667 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 33754 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Oren 
693632 Bacteria_16S 3450934 3450974 2 41 gi| 219846609 


strain DSM 9442 1 
Thermotogae; Ther 


693632 Bacteria_16S 


acetireducens str 
acetireducens Bac 


693632 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


693632 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


693632 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


693632 Bacteria_16S 


halophilum strain 
halophilum Bacter 


693632 Bacteria_16S 


strain H152 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
693632 Bacteria_16S 3771842 3771870 1 29 gi| 219846383 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; De 
Geobacter. 

693632 Bacteria_16S 3777959 3777999 2 41 gi| 219846378 


strain SL1 16S ri 
Thermotogae; Ther 


693632 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


693632 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


693632 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


693632 Bacteria_16S 


strain Td-21 16S 


Proteobacteria; B 


693632 Bacteria_16S 


strain Karp 16S r 


strain DM-82 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
693632 Bacteria_16S 3938967 3939007 4 43 gi| 219846266 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 
Methylobacterium. 

693632 Bacteria_16S 3953739 3953779 4 43 gi| 219846256 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
693632 Bacteria_16S 3961192 3961232 4 43 gi|219846251 


strain ATH 2.2.1 


Proteobacteria; B 


693632 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


693632 Bacteria_16S 


strain NCIMB 1176 


3308950 3308990 4 43 
bosomal RNA, partial sequence 


gi 


motogales; Thermotogaceae; Thermotoga. 
3482818 3482846 1 29 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3522300 3522340 4 43 gi 


al 
di 


etaproteobacteria; Rhodocyclales; Rhod 
3594084 3594128 1 44 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3631874 3631902 1 29 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3653231 3653271 2 41 gi 
SEBR 3139 16S ribosomal RNA, partial 

ia; Firmicutes; Clostridia; Clostridia 
3656235 3656275 4 43 gi 
ibosomal RNA, partial sequence 


oc 
1 
di 


’ 


se 
le 


bosomal RNA, partial sequence 


motogales; Thermotogaceae; Thermotoga. 
3788444 3788484 4 43 gi 
3788062 


Eh 
gi 


ia; Rickettsiales; Anaplasmataceae; rl 
3844604 3844632 1 29 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

3853628 3853668 4 43 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3855146 3855186 4 43 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3934605 3934645 4 43 gi 
ibosomal RNA, partial sequence 


gi 


Le 
gi 


pt 


Oc 


ke 
3937530 3937570 4 43 
ribosomal RNA, partial sequence 


gi 


etaproteobacteria; Burkholderiales; Rubr 
3964202 3964242 4 43 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3968702 3968742 4 43 gi 


2 16S ribosomal RNA, partial sequence 


Oc 


219846715 
3308619 33100 


6S ribosomal RNA, partial sequence 3450571 34520 
219846587 
219846561 
6S ribosomal RNA, partial sequence 3521933 35234 
219846512 
219846484 
3631486 36329 
219846469 


219846467 
3655877 36573 


3777587 37790 


219846371 
3789489 Ehrli 


219846332 
3844228 38456 


219846326 
3853246 38547 


219846325 
3854781 38562 


219846270 
3934247 39357 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
693632 Bacteria_16S 219846267 


3937190 39385 


16S ribosomal RNA, partial sequence 3960828 39622 


219846249 
3963836 39652 


219846246 


sequenc 
ales; Cl 


yclaceae 
sequence 
ales; Cl 
Geobacte 


quence 
s; Pepto 


ichia. 


othrix. 


yclaceae 


ttsiacea 


ivivax. 


yclaceae 


ref |NR_026307.1 


Xanthobacter 
NR_026304.1 


ae; 
ref 


adac 
ref 


eae; Sphingo 
NR_026259.1 


ia. 


ref|NR_026201.1 


ref |NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026153.1 
; Thauera. 
ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref |NR_026076.1 


raceae; Geobacte 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026059.1 


hizobium/Agrobac 
ref|NR_025974.1 

3771473 377289 
sulfuromonadales 


ref|NR_025969.1 


ref 
chia 


NR_025962.1 
muris Bacte 


ref |NR_025922.1 


ref |NR_025916.1 


ref|NR_025915.1 


, Az 
ref 


oarcus. 

NR_025860.1 
ickettsieae; 
NR_025857.1 


e; R 
ref 


aceae; Paracoccu 
ref|NR_025856.1 

3938625 394003 
ales; Methylobac 


, 


ref|NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 
ref|NR_025841.1 


ref|NR_025839.1 


¢ Rh 
ref 


odocyclus. 
NR_025836.1 


Xanthobacter flavus 


30 Xanthobacter flavus Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Orenia marismortui 


76 Orenia marismortui Bacteria; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Clostridium 
2 Clostridium 
ostridium. 
Thauera aromatica 


32 Thauera aromatica Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


r. 
Desulfotomaculum 

2 Desulfotomaculum 

fotomaculum. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Geobacter 

0 Geobacter 

Geobacteraceae; 


’ 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Rhodovulum 

ulum sulfidophilum 
Rhodovulum. 

Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Phaeospirillum fulvum 


3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 


693632 Bacteria_16S 3970151 3970191 4 43 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
693632 Bacteria_16S 3973051 3973091 4 43 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

693632 Bacteria_16S 3974529 3974569 4 43 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

693632 Bacteria_16S 3994985 3995025 4 43 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

693632 Bacteria_16S 3996476 3996516 4 43 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

693632 Bacteria_16S 3997970 3998010 4 43 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

693632 Bacteria_16S 4000892 4000932 4 43 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

693632 Bacteria_16S 4035847 4035887 4 43 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
693632 Bacteria_16S 4040357 4040385 1 29 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

693632 Bacteria_16S 4041815 4041843 1 29 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

693632 Bacteria_16S 4059837 4059877 4 43 gi|219846180|ref|NR_025770.1] Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
693632 Bacteria_16S 4081165 4081205 4 43 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

693632 Bacteria_16S 4084218 4084258 4 43 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
693632 Bacteria_16S 4134059 4134099 4 43 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

693632 Bacteria_16S 4172648 4172676 1 29 gi|219846098|ref|NR_025688.1] Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

693632 Bacteria_16S 4183357 4183385 1 29 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
693632 Bacteria_16S 4189433 4189473 4 43 gi| 219846083 |ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

693632 Bacteria_16S 4197005 4197033 1 29 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

693632 Bacteria_16S 4221271 4221299 1 29 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

693632 Fungi_16S 383 425 2 43 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

693632 Fungi_16S 1892 1934 2 43 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

693632 Fungi_16S 3430 3472 2 43 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


AAGGCAGCTACACGGCGACGTGGTGCTAATCCCGAAAGCCTCTCTCAGTTCGGATTGGAGTCTGCAACCCGACTCCATGAAGCTGGATTCGCTAGTAATCGCGCA 
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TTTTGAAAAGCTTGCTTTTCAAAACTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTTGAGACGGGGATAACTCCGGGAAACCGGAGCTAATACCG 
GATAACACATATCTTCGCATGAGGATATGTTAGAAGGTGGCTTTTAGCTACCACTCAAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACC 
AAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGG 
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ACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGC 
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AGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGCT 
ACTTCTAGAGATAGAAGGTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGA 
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CACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNGGACGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCCTCAGCTTNCTGGGGGTGGATGAGTGGCGAACGGGTGAGTA 
ACACGTGAGTAACCTNCCCCTGATTTCGGGATAANCCCGGGAAACTGGGTCTAATACCGGATATGACCACCGNCCGCATGGTTGGTGGTGGAAAGTTTTTTCGAT 
TGGGGATGGGCTCGCGGCCTATCAGTTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATNCANCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAA 
CCGCTTTCAGCAGGGAAGAAGCCGTAAGGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACGAGCGTTGTC 
CGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTGGTCACGTCTGCTGTGGAAACGCAACGCTTAACGTTGCGCGGGCAGTGGGTACGGGCTGACTAGAGTGCA 
GTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGCTGTGACTGACACTGAGGAGCG 
AAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCG 
AAGAACCTTACCAAGGCTTGACATACACCGGACACGCTTGGAAACAGGTGCTCCCTTTGGGGCTGGNGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGAGAGGCGANCCTGTGAGGGTGAGCGAATCCCTTAA 
AGCCGGTCTCAGTTCGGATCGTAGTCTGCAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCA 
TGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCCTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAAC 
CTACCCTTCACTTCGGGATAAGCCTCGGAAACGGGGTCTAATACCGGATATCACTCTGGGTTTCATGACCTGGGGTTGAAAGTTCTGGCGGTGGGGGATGGGCTC 
GCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGACGAAAGTCTGACGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAG 
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TAAAGGGCTCGTAGGCGGTTCGTCACGTCGGGAGTGAGAACTCGGAGCTCAACTCCGAGCCTGCTTCCGATACGGGCAGACTAGAGGTAGGCAGGGGAGAGCGGA 
ACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCTTACCTGACGCTGAGGAGCAAAAGCGTGGGTAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGACATTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGG 
GTTTGACATATAGGGAAATCCTCCAGAGATGGGGGGTCCGTAAGGGTCCTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTC 
ATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAAACTGCAAAGTGGAGCGAATCCCAAAAAGCCGGTCTCNGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
GTCATGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTAGGACGAAGTCGTAACAAGGTAGCCGTA 
CCGGAAGGTGTGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAACGCTGGCGGCGTGC 
CTAACGCATGCAAGTCGAGCGGAGATGGTAGCTGAAGGTGATGAGCTGGAAGCTATCATCTTAGCGGCGGACGGGTGAGTAACACGTGAGCAACCTACCCTCAGC 
ACGGGGATAACAGCTCGAAAGGGCTGCTAATACCCGATGGGACCACGGCATCGCATGGTGCTGTGGTGAAAGGGTAGCCGGAGAGGCTATGCCGGCTGGGGATGG 
GCTCGCGGCCCATCAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACAGTGGGACTGAGACACGGCCCA 
CACTCCTACGGGAGGCAGCAGCGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGCCCTTCGGGGTGTAAACCTCTTTGG 
ACGGGGAGAAGTGGAAGATAGTACCCGTTTAAAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGC 
GTAAAGGGTGCGTAGGCGGCCTGGTAAGTTGAGCGTGAAATTTTTGGGCTCAACCCAAAAGGAGCGCTCAAGCCTGCCGGGCTTGAGTGCGGGAGAGGACGGCGG 
AATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCGTCTGGACCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTGGGGGAGAAGAACTCTTCCGTGCCGTAGTTAACACAATAAGCATCCCGCCT 
GGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGGACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGG 
CTTGACATGCCGGGAACCCTGCCGAAAGGCGGGGGTGCCTGACCGTAAGGTTAGGAGCCCGGACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGCGTGAAGGCGGGCACTCTAAGGGGACTGCCGCCGATGAGGCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGCCCTGGGCTACACACGTGCTACAATGGGTGCTACAGAGGGCGGCGAAGGGGCGACCCGGAGCGAATCCCAAAAAAGCA 
CCCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGAGAGTCAGCAACACCTGAAGACACAGGATATCTGTGTTGAAGGTGGGGCTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTACGG 
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CTTCGGGATGATTCCTCTGTGACTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCTTGTACAGGGGGATAACAGTTAGAAATGACTGCTAATACCGCA 
TAAGCGCACAGCATGGCATGATGCAGTGTGAAAAACTCCGGTGGTACAAGATGGGCCCGCGTTGGATTAGCTTGTTGGTGGGGTAACGGCCCACCAAGGCGACGA 
TCCATAGCCGGACTGAGAGGTCGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCT 
GATGCAGCGACGCCGCGTGAGTGATGTTGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGACGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGTCTGAAGTGAAAACCTGGGGCTCAA 
CCCCAGGATTGCTTTCCAAACTGTATTGCTAGAGTACCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCG 
AAGGCGGCTTACTGGACGGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTG 
TCAGCAGGCAAAGCCTGTTGGTGCCGCCGCTAACGCATTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCCTCTGACAGATCCTTAATCGGATCCTTCCTTCGGGACAGAGGA 
GACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTAGCCAGCAGTAAGCTGGGCACT 
CTGGGGAGACTGCCAGGGAGAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGCGTGAACAGAG 
GGAAGCGAAGCCGCGAGGCCTGGCAAATCTCAAAAAACACGTCCCAGTTCGGACTGTAGTCTGCAACTCGACTACACGAAGCTGGAATCGCTAGTAATCGCAGAT 
CAGAATGCTGCGGTGAATACGTCCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCGAAGTCTGTGACCCACCGCAAGGAGGGAGCAG 


693632 Fungi_16S 
strain IFM 100 

Actinobacteria; 
693632 Fungi_16S 
strain YZ-96 16S 
Actinobacteria; 

693632 Fungi_16S 
strain IFM 024 

Actinobacteria; 
693632 Fungi_16S 
strain IFM 100 
Actinobacteria; 
693632 Fungi_16S 
yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


696924 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


696924 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


696924 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


696924 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


696924 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


696924 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


696924 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


696924 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


696924 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


696924 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


696924 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


696924 Bacteria_16S 


4990 5032 2 43 gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


6546 6588 2 43 
ribosomal RNA, partial sequence 


gi 


8048 8090 2 43 gi 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


9534 9576 2 43 gi 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


11015 11057 2 43 gi 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 

3996739 3996839 1 97 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


908320 908420 1 97 

S ribosomal RNA, partial sequence 
Sphingomonadales; 

1073740 1073840 1 97 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1141700 1141800 1 97 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


2113435 2113535 1 97 gi 
US6-1 16S ribosomal RNA, parti 
ia; Proteobacteria; Alphaproteo 


strain 
Bacter 


2118045 2118145 1 97 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2457867 2457967 1 97 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


gi 


2965390 2965490 1 97 
bosomal RNA, partial sequence 

Sphingomonadales; 

4036110 4036210 1 97 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
593032 593132 1 97 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingom 
1084107 1084207 1 97 gi 


gi 


Sphingomonadales; Sphingomonadacea 
2151323 2151423 1 97 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
3970414 3970514 1 97 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3995248 3995348 1 97 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
3998233 3998333 1 97 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


ia; 


4001155 4001255 1 97 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


67297 67397 1 97 gi 


6163 
Actinobacteridae; Actinomycetales; Cory 


265678349 
6112 

nebacterin 
265678348 
7670 

nebacterin 
265678342 
9123 

nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


219846227 
uence 


a; Sphingo: 


265678439 


907717 90916 


Erythrobac 
265678328 
ence 10731 
onadales; 

253680762 
quence 


eria; Sphi 


219857659 
al sequenc 
bacteria; 


219857656 


2117441 21188 


Erythrobac 
219857411 
quence 

ia; Sphing 


’ 


219856812 


2964771 29662 


Sphingomon 
219846199 
ence 40355 
onadales; 

265678657 
ce 59240 
onadales; 

265678320 


e; Sphingo 
219857634 


2150729 21521 


Erythrobac 
219846245 
ence 39698 
terales; R 
219846228 


3994645 39960 


Erythrobac 
219846226 
quence 

ia; Sphing 


v 


219846224 
uence 
a; Sphingo: 


265679019 


asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 


ref |NR_028651.1 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_024803.1 
e 10639 12137 
mycetales; Coryn 
ref|NR_025817.1 

3996136 399757 
monadales; Eryth 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 


ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_024999.1 
2457264 245870 
omonadales; Sphi 


ref |NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_025223.1 


teraceae; Porphy 
ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025816.1 

3997630 399906 
omonadales; Eryt 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 

Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


’ 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Novosphingobium 

hingobium hassiacum 

e; Novosphingobium. 
Sphingobium amiense 

acteria; Proteobacteria; 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 
Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


ref |NR_029327.1 
66694 68135 


Sphingomonas 
Sphingomonas 


asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


696924 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobac 


Sphingomonas. 


696924 Bacteria_16S 
biprosthecium str 


biprosthecium Bac 
Asticcacaulis. 


696924 Bacteria_16S 


subsp. pomaceae s 


subsp. pomaceae B 


Zymomonas. 


696924 Bacteria_16S 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 
696924 Bacteria_16S 
yabuuchiae strain 
Proteob 
696924 Bacteria_16S 


Bacteria; 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


696924 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


strain N2 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
696924 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


strain LMG 2142 1 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


696924 Bacteria_16S 


strain S-3 16S ri 


Proteobacteria; Alphaproteobacteria; 


372773 372873 1 97 gi 
rain FA2 16S ribosomal RNA, partial se 


720237 720337 1 97 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


834069 834169 1 97 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


835571 835671 1 97 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
7 Zymomonas. 

1067829 1067929 1 97 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078132 1078232 1 97 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1400204 1400304 1 97 gi 
RNA, partial sequence 
Sphingomonadales; 
1956176 1956276 1 97 gi 
ibosomal RNA, partial sequence 
Sphingomonadales; 
2015978 2016078 1 97 gi 
16S ribosomal RNA, partial sequence 
Sphingomonadales; 
2459360 2459460 1 97 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2460851 2460951 1 97 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2864893 2864993 1 97 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


2885179 2885279 1 97 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3107702 3107802 1 97 gi 
osomal RNA, complete sequence 
3209173 3209273 1 97 gi 
Sphingomonadales; 
3210665 3210765 1 97 gi 


Sphingomonadales; 
3262021 32621211 97 gi 


Sphingomonadales; 
3312159 3312259 1 97 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 

3965949 3966049 1 97 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


1413696 1413796 1 97 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 


696924 Bacteria_16S 


strain E-1-A 16S 
Proteobacteria; A 


Sphingomonadales; 
265678324 

1077529 1078967 Sphingomonas melonis Bacteria; 
Sphingomonas. 


Sp 


Sp 


Sp 


Sp 


s 
a; 


Sp 


ho 


Sp 


Sp 


Sp 


Sp 


265678806 
quence 
teria; 


265678568 
1 sequence 
eria; Caulobacterales; 
265678490 
ial sequence 833445 834896 
cteria; 


265678489 
tial sequence 
roteobacteria; 


265678332 
ence 1067203 1068656 Sphingomonas yabuuchiae 
Sphingomonadaceae; 


Sphingomonadaceae; 
228715353 
1399580 1401060 Sphingomonas wittichi 
Sphingomonadaceae; 
219878224 
1955571 1957016 Sphingomonas 
hingomonadaceae; 
219878185 

2015375 2016816 Caulob 
hingomonadaceae. 
219857410 
2458757 2460197 Sphingomonas 
hingomonadaceae; 
219857409 
2460248 2461689 Sphingomonas 
hingomonadaceae; 
219856881 
equence 
Sphingomonadales; 


219856866 
2884576 2885881 Sphingomonas 
hingomonadaceae; 
219846850 
3107102 31085 
dobacteraceae; 
219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


hingomonadaceae; 
219846746 
6S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas 
Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


hingomonadaceae; 
219846712 
3311548 33129 
hingomonadaceae; 


a; 


356362 356462 1 97 gi 
ribosomal RNA, partial sequence 


lphaproteobacteria; Sphingomonadales; 


219846248 
sequence 
Sphingomonadales; 


224581449 
1413085 14145 
Sphingomonadaceae; 
265678818 
355741 357157 Sphingopyxis terrae Bacteria; 
Sphingomonadaceae; 


Sphingomonadales; 


ref|NR_029111.1 
372149 373610 
Sphingomonadales; S 


ref |NR_028872.1 
719632 721036 


ref |NR_028793.1 


Sphingomonadales; 
ref 


NR_028792.1 
834947 


ref|NR_028634.1 


ref|NR_028626.1 


ref|NR_027525.1 
Sphingo 
ref |NR_025363.1 
Sphingo 


ref |NR_025324.1 


ref |NR_024998.1 
Sphingo 
ref |NR_024997.1 
Sphingo 
ref|NR_024700.1 

2864276 286573 
Sphin 
ref|NR_024685.1 
Sphingo 
NR_026442.1 


ref 


Rhodovulu 
ref |NR_026374.1 
Sphingo 
ref |NR_026373.1 
Sphingo 
ref |NR_026338.1 
Sphingo 
ref |NR_026304.1 
Sphingo 
ref|NR_025838.1 

3965346 396678 
Sphin 
ref |NR_027233.1 
Sphingo 
NR_029123.1 


ref 


Sphingo 


Sphingomonadaceae; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Asticcacaulis 
Asticcacaulis 


Caulobacteraceae; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


Sphingomonadales; 


Sphingomonas 


Sphingomonas. 
Sphingomonas melonis 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 

Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 


Sphingomonas mali 


11 Sphingomonas mali Bacteria; 
hingomonadaceae; 
219846781 
16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas 
Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Novosphingobium 

8 Novosphingobium 

gomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Sphingopyxis terrae 


pyxis. 


696924 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


696924 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


696924 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


696924 Bacteria_16S 


strain SCII24 16S 
Proteobacteria; A 


696924 Bacteria_16S 


grignonense strai 
grignonense Bacte 


696924 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


696924 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


696924 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


696924 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


696924 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


696924 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


696924 Bacteria_16S 


strain IM1 16S ri 
Proteobacteria; A 


696924 Bacteria_16S 


strain ORS 992 16 
Proteobacteria; A 


696924 Bacteria_16S 


strain CNS 2-75 1 
Proteobacteria; A 


696924 Bacteria_16S 


strain A3 16S rib 
Proteobacteria; A 


696924 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


696924 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


696924 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


696924 Bacteria_16S 


strain W1-2B 16S 
Proteobacteria; A 


696924 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


696924 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


696924 Bacteria_16S 


strain SA35 16S r 
Proteobacteria; A 


696924 Bacteria_16S 


strain ATCC 15253 


363842 363942 1 97 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
463534 463634 1 97 gi 
n AS1.1761 16S ribosomal RNA, partial 

ria; Proteobacteria; Alphaproteobacter 
649458 649558 1 97 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
678129 678229 1 97 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
679574 679674 1 97 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
1362581 1362681 1 97 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1391161 13912611 97 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1407635 1407735 1 97 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


, 


1656446 1656546 1 97 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
2021884 2021984 1 97 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2661379 2661479 1 97 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2662763 2662863 1 97 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
3076093 3076193 1 97 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3683922 3684022 1 97 gi 


Bruce 
gi 


lphaproteobacteria; 
365325 365368 
osomal RNA, partial 
lphaproteobacteria; Rhodobacterales; R 
371278 371321 1 44 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


Rhizobiales; 
1 44 
sequence 


697721 697764 1 44 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
928513 928556 1 44 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1069331 1069374 1 44 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1143226 1143269 1 44 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1339784 1339827 1 44 
train MSR-1 16S ribosomal RNA, 
SR-1 Bacteria; Proteobacteria; 


gi 
partial 
Alphapr 


1492892 1492935 1 44 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
2023373 2023416 1 44 gi 
16S ribosomal RNA, partial sequence 


gi 


265678812 
ence 36326 
terales; C 
265678742 
sequence 

ia; Rhizob 
265678618 
e 64884 
les; Beije 
265678597 


677507 67890 


llaceae; O 
265678596 
uence 

ia; Rhizob 
228719132 
nce 13619 
terales; R 
228716336 
e 13905 
Parvularc 
219846657 
artial seq 
acteria; S 


219878437 
sequence 
eria; Rhiz 
219878181 
20212 
terales; C 
219857216 
ence 26607 
les; Hypho 
219857215 


2662145 26634 


locystacea 
219846871 


3075492 30769 


biaceae; R 
219846448 


6S ribosomal RNA, partial sequence 3683303 36847 


llaceae; O 
265678811 


364736 36609 


hodobacter 
265678807 
quence 
eria; Rhod 
265678584 
nce 69711 
terales; C 
265678426 
nce 92790 
terales; R 
265678331 


1068707 10701 


aulobacter 
253680761 
quence 

ria; Rhodo 


228721340 


sequence 
oteobacter 


219846714 


1492298 14937 


obacterace 
219878180 


ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref |NR_029047.1 
462905 464361 
iales; Xanthobac 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref |NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref |NR_028901.1 
678955 680426 
iales; Brucellac 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_026249.1 
uence 140703 
phingomonadales; 
ref|NR_025576.1 
1655822 165727 
obiales; Brucell 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref |NR_024843.1 


e; M 
ref 


ethylopila. 
NR_026463.1 


hizobium/Agrobac 
ref|NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref|NR_029116.1 


aceae; Salipiger 
ref|NR_029112.1 

370665 372098 
obacterales; Rho 


ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref|NR_028009.1 

1142608 114408 
bacterales; Rhod 


ref|NR_027605.1 

1339181 134062 
ia; Rhodospirill 
ref |NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Octadecabacter 

cabacter antarcticus 307 
Octadecabacter. 
Parvularcula 

arcula bermudensis 

culaceae; Parvularcula. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Roseovarius 
arius nubinhibens 
Roseovarius. 
Brevundimonas nasdae 
nasdae Bacteria; 
onas. 
Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Magnetospirillum 
3 Magnetospirillum 


ales; Rhodospirillaceae; 


Xanthobacter agilis 


agilis Bacteria; 


ref |NR_025319.1 


Caulobacter henricii 


2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 


696924 Bacteria_16S 
aminoxidans strai 
Bacteria; Proteob 
696924 Bacteria_16S 
magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 
696924 Bacteria_16S 3239562 3239605 1 44 

strain TagT2C 16S ribosomal RNA, partial sequence 


2222371 22224141 44 


gi 


3198724 3198767 1 44 


gi 


gi 
32 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


696924 Bacteria_16S 3309213 3309256 1 44 
strain 301 16S ribosomal RNA, partial sequence 


gi 
33 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


696924 Bacteria_16S 3899970 3900013 1 44 
strain OCh 254 16S ribosomal RNA, partial sequence 


gi 


n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 


train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


3899350 39007 


219857584 
nce 22217 
les; Xanth 
219846789 
ial sequen 
cteria; Rh 


219846761 
38968 32403 
obacterace 
219846715 
08619 33100 
obacterace 
219846295 


ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


Xanthobacter 
bacter aminoxidans 
nthobacter. 

Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


ref|NR_026353.1| Xanthobacter tagetidis 
79 Xanthobacter tagetidis Bacteria; 
ae; Xanthobacter 
ref|NR_026307.1| Xanthobacter flavus 
30 Xanthobacter flavus Bacteria; 
ae; Xanthobacter 
ref|NR_025885.1| Roseibium denhamense 
43 Roseibium denhamense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

696924 Bacteria_16S 3974792 3974835 1 44 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

696924 Bacteria_16S 3976211 3976254 1 44 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

696924 Bacteria_16S 2615730 2615787 1 5ST gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 
strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae Sedis; Fusibacter. 

696924 Bacteria_16S 62763 62863 1 97 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
696924 Bacteria_16S 233349 233449 1 97 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

696924 Bacteria_16S 253399 253499 1 97 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

696924 Bacteria_16S 260753 260853 1 97 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
696924 Bacteria_16S 272844 272944 1 97 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

696924 Bacteria_16S 350531 350631 1 97 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

696924 Bacteria_16S 353426 353526 1 97 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

696924 Bacteria_16S 354885 354985 1 97 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

696924 Bacteria_16S 357792 357892 1 97 gi|265678816|ref|NR_029121.1| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

696924 Bacteria_16S 439097 439197 1 97 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

696924 Bacteria_16S 477185 477285 1 97 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

696924 Bacteria_16S 572077 572177 1 97 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

696924 Bacteria_16S 794197 794297 1 97 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
696924 Bacteria_16S 847749 847849 1 97 gi| 265678481 |ref|NR_028784.1| Paracoccus 


kondratievae strain GB 16S ribosomal RNA, partial sequence 


84713 


2 848491 Paracoccus kondratievae 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


696924 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


696924 Bacteria_16S 


strain SH22623 16 


956368 956468 1 97 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


1025249 1025349 1 97 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


696924 Bacteria_16S 


strain HTCC2516 1 
Bacteria; 


Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
696924 Bacteria_16S 1503306 1503406 1 97 gi|219846475|ref|NR_026067.1 
strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 15041 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
696924 Bacteria_16S 1515281 1515325 1 45 gi|219878113|ref|NR_025252.1 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 151610 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllo 
Mesorhizobium. 

696924 Bacteria_16S 1569619 1569719 1 97 gi| 219878173 |ref|NR_025312.1 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluv 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; D 
696924 Bacteria_16S 1580225 1580325 1 97 gi|219878491|ref|NR_025251.1 
americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 158106 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiace 
Sinorhizobium/Ensifer group; Sinorhizobium. 

696924 Bacteria_16S 1610917 16110171 97 gi|219878469|ref|NR_025608.1 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 161174 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Roseisalinus. 

696924 Bacteria_16S 1612397 1612497 1 97 gi|219878468|ref|NR_025607.1 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 161320 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Loktanella. 

696924 Bacteria_16S 1615422 1615522 1 97 gi|219878466|ref|NR_025605.1 
strain CM243 16S ribosomal RNA, partial sequence 1614821 16162 

Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodshole 
696924 Bacteria_16S 1629032 1629132 1 97 gi| 219878457 |ref|NR_025596.1 


strain T4 16S rib 


Proteob 
696924 Bacteria_16S 
silvestris strain 
Proteob 
696924 Bacteria_16S 
strain SO2 16S ri 


1370187 1370287 1 97 gi 
acteria; Alphaproteobacteria; Rhodobac 
1380718 1380818 1 97 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1486841 1486941 1 97 gi 


bosomal RNA, partial sequence 


osomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


696924 Bacteria_16S 


echinoides strain 
echinoides Bacter 


696924 Bacteria_16S 


strain R-8904 16S 


Proteobacteria; Alphaprot 
696924 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


696924 Bacteria_16S 


strain DSM 2665 1 


Proteobacteria; Alphaprot 
696924 Bacteria_16S 


strain MCS 18 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
696924 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


696924 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


696924 Bacteria_16S 


1703883 1703983 1 97 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1711447 1711547 1 97 gi 
ribosomal RNA, partial sequence 
eobacteria; Rhodobacterales; R 
2013048 2013148 1 97 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2014508 2014608 1 97 gi 
6S ribos 
eobacteria; Rhodobacterales; H 
2018940 2019040 1 97 gi 
ribosomal RNA, partial sequence 


H 
2020412 2020512 1 97 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


2098254 2098354 1 97 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


2152787 2152887 1 97 gi 


omal RNA, partial sequence 2013915 20 


2018337 20 


265678408 
sequence 
acteria; 


265678361 


1024681 10260 
R 


biaceae; 
228718299 


6S ribosomal RNA, partial sequence 1369567 13709 
R 


terales; 
228717274 
ce 13801 


219857235 


1486230 14876 


1628419 16298 
nckiacea 


ri 
219878405 
sequence 
a; Rhizobi 
219878400 


1710844 17122 


hodobacter 
219878187 
al sequenc 
ria; Rhodo 
219878186 
153 
yphomon 
219878183 
197 
yphomonada 
219878182 
sequence 
cteria; Rh 


219878123 
uence 


ria; Rhizo 


219857633 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Albidovulum. 


R 


les; Beije 


ada 


ref|NR_028710.1 
955748 957207 
hizobiales; Phyl 


ref |NR_028663.1 


hizo 
ref 


bium/Agrobac 
NR_027572.1 
hodobacteraceae; 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref |NR_024863.1 


e; Methylocella. 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025539.1 


aceae; Loktanell 
ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref |NR_025325.1 
ceae; Hyphomona 
ref|NR_025322.1 
ceae; Maricaulis 
ref|NR_025321.1 

2019809 202123 
odobacterales; H 


ref |NR_025262.1 
2097632 209908 
biales; Phylloba 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Methylocella 
ocella silvestris BL2 
hylocella. 

Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Methylocella tundrae 


34 Methylocella tundrae Bacteria; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 

Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Ss. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


ref |NR_025222.1 
2152193 215360 


Albidovulum 
1 Albidovulum 


696924 Bacteria_16S 


2539210 2539310 1 


97 


strain VP-5 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
696924 Bacteria_16S 


strain MHS-3 16S 


strain ACCC 19665 
Bacteria; 


Paracoccus. 


696924 Bacteria_16S 
larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; 


2541945 2542045 1 


2623351 26234511 


2926141 2926241 1 


2994333 2994433 1 


97 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
696924 Bacteria_16S 


97 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
696924 Bacteria_16S 
carotinifaciens strain E-396 16S ribosomal RNA, 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Phyll 
97 gi| 219856839 
complete sequence 


97 


Rhizobium/Agrobacterium group; Agrobacterium. 


696924 Bacteria_16S 


immobile strain E 
Bacteria; 


3026127 3026227 1 


3071625 3071725 1 


97 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
696924 Bacteria_16S 


97 


gi|219857351 
2538597 25399 


gi|219857349 
2541332 25426 


219857249 
26227 


gi 


Rh 
gi|219846927 
Rhizob 


219846906 
30255 


gi 


gi|219846874 


ref|NR_024939.1 


ref |NR_024937.1 


ref |NR_024879.1 


ref |NR_024658.1 
2925520 292697 


ref|NR_026519.1 

2993732 299516 
iales; 
ref |NR_026498.1 


aulobacteraceae; 
ref|NR_026466.1 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Hyphomonas. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Mesorhizobium amorphae 


31 2624203 Mesorhizobium amorphae 
obacteriaceae; Mesorhizobium. 


Paracoccus 
1 Paracoccus 


odobacterales; Rhodobacteraceae; 


Agrobacterium 
8 Agrobacterium 


Rhizobiaceae; 


Phenylobacterium 


10 3026975 Phenylobacterium immobile 


Phenylobacterium. 
Methylocella palustris 


strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 
696924 Bacteria_16S 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


696924 Bacteria_16S 
denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


696924 Bacteria_16S 
16S rib 
Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 
strain N1 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 
ZV-622 
zavarzinii Bacteria; 
696924 Bacteria_16S 
hollandicum strain IFAM 
hollandicum Bacteria; 


strain DSM 11603 


zavarzinii strain 


Hyphomicrobium. 


696924 Bacteria_16S 
plurifarium strain LMG 1 
plurifarium Bacteria; 


Mesorhizobium. 


696924 Bacteria_16S 


strain A901/1 16S 


sibiricus strain 


Sandaracinobacter. 


696924 Bacteria_16S 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 
acidigallici Bacteria; 


Pelobacter. 


696924 Bacteria_16S 


strain USDA 1844 


Amaricoccus. 


696924 Bacteria_16S 
arcticus strain 238 16S ribosomal RNA, partial sequence 


Bacteria; 


696924 Bacteria_16S 


riboso 
Proteobacteria; Alphaproteobacteria; 
696924 Bacteria_16S 


3085310 3085410 1 


3086755 3086855 1 


3106225 31063251 


3109166 3109266 1 
RNA, 


3127304 3127404 1 


3128792 3128892 1 


3131701 3131801 1 


3134691 31347911 


3197243 3197343 1 


3521059 35211555 
Proteobacteria; 


3645847 3645947 1 


3655021 3655121 1 


3682469 3682569 1 


3898494 3898594 1 


97 


97 


97 


osomal RNA, partial sequence 3105629 31070 


Rhizobiales; Phyllobacteriac 


97 


complete sequence 
Rhodobacterales; Rhodobacter 


97 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


97 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


97 


1892 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


97 


mal RNA, partial sequence 
Rhodobacterales; Rhodobacter 


97 


RB16-17 16S ribosomal RNA, partial sequence 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 


97 


Deltaproteobacteria; 


97 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
696924 Bacteria_16S 
tamworthensis strain Benl03 16S ribosomal RNA, partial 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; 


97 


97 


97 


strain B9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 


219846865 
sequenc 
Rhodo 


gi 


gi|219846864 


Rhod 


gi|219846851 


gi|219846849 
3108566 31099 
gi|219846837 
Rhizobi 
219846836 


sequenc 
Rhizob 


gi 
gi|219846834 
Rhizob 


gi| 219846832 
3134094 31355 


gi|219846790 
gi|219846562 
Desul 


gi|219846474 


219846468 
sequence 


gi 


219846449 
36818 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sphingomonadales; 


Rhodobacterales; 


e; Methylocella. 
ref|NR_026457.1 
e 3084717 308611 
bacterales; 


NR_026456.1 
3086162 308755 
obacterales; 


ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref|NR_026441.1 


aceae; Rhodovulu 
ref |NR_026429.1 
3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


w 


ref |NR_026424.1 
aceae; Paracoccu 
ref |NR_026382.1 
196654 319807 
Sphing 


Ww 


ref|NR_026154.1 
3520389 352188 
furomonadales; P 


ref |NR_026066.1 


ref|NR_026060.1 
3654403 365582 
Rho 


ref|NR_026040.1 
64 3683252 Octade 


gi| 219846296 


Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Paracoccus 
6 Paracoccus 


Rhodobacteraceae; 


Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 

Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Mesorhizobium 
6 Mesorhizobium 


teriaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


s. 
Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Pelobacter 
2 Pelobacter 


elobacteraceae; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Amaricoccus 

6 Amaricoccus 
dobacteraceae; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 


ref|NR_025886.1 


Ahrensia kielensis 


3897893 3899299 Ahrensia kielensis Bacteria; 


696924 Bacteria_16S 


strain DM-82 16S 


3937793 3937893 1 97 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


696924 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


696924 Bacteria_16S 


strain MB-G2 16S 


3954002 3954102 1 97 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3955441 3955541 1 97 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


696924 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


696924 Bacteria_16S 


strain gal 1261 1 
Proteobacteria; A 


696924 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


696924 Bacteria_16S 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


696924 Bacteria_16S 


strain FF3 16S ri 
Proteobacteria; A 


696924 Bacteria_16S 


strain Benl02 16S 
Proteobacteria; A 


696924 Bacteria_16S 


strain Ben104 16S 
Proteobacteria; A 


696924 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


696924 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


696924 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


696924 Bacteria_16S 


strain HTCC2597 1 
Proteobacteria; A 


696924 Bacteria_16S 


strain PL7HG1 16S 
Proteobacteria; A 


696924 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


696924 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


696924 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


696924 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


696924 Bacteria_16S 


34635 16S ribosom 
Alphaproteobacter 


696924 Bacteria_16S 


34614 16S ribosom 
Alphaproteobacter 


3968965 3969008 1 44 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3980362 3980462 1 97 gi 


lphaproteobacteria; Rhizobiales; Rhizo 
4134322 41344221 97 gi 
in BC74171 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


36977 37020 1 44 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


146247 146290 1 44 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
250442 250485 1 44 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
251924 251967 1 44 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
254874 254917 1 44 gi 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
259377 259420 1 44 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


gi 


351964 352007 1 44 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
378886 378929 1 44 gi 


gi 


lphaproteobacteria; Rhodobacterales; R 
383433 383476 1 44 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
415954 415997 1 44 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
465036 465079 1 44 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
629499 629542 1 44 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
715538 715581 1 44 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 
824835 824878 1 44 gi 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826337 826380 1 44 gi 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


696924 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


696924 Bacteria_16S 


strain DSS-3 16S 


870443 870486 1 44 gi 
in B0O71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


3937190 39385 


3954838 39562 


6S ribosomal RNA, partial sequence 3979744 39812 


145646 14699 


249819 25124 


251300 25272 


254252 255652 Afipi 


351363 35277 


6S ribosomal RNA, partial sequence 378266 37969 


382807 38428 


415329 41680 


464412 46582 


628893 63029 


714920 71638 


824212 825662 Bosea 


825713 827158 Bosea 


219846267 


hodobacter 
219846256 
ence 39533 
terales; R 
219846255 


hodobacter 
219846246 
39683 
rillales; 
219846238 


biaceae; R 
219846124 
sequence 

ria; Rhodo 


265679039 
ial sequen 
ia; Rhodob 


265678965 


hodobacter 
265678895 


hodobacter 
265678894 


hodobacter 
265678892 


ipia. 

265678889 
tial seque 
acteria; R 


265678823 


biaceae; R 
265678802 
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Methylobacterium. 

696924 Bacteria_16S 1485324 1485367 1 44 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

696924 Bacteria_16S 1572637 1572680 1 44 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

696924 Bacteria_16S 1851446 1851489 1 44 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 1852130 Roseospira navarrensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

696924 Bacteria_16S 1868096 1868139 1 44 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
Chelatococcus. 

696924 Bacteria_16S 1889603 1889646 1 44 gi|219878272|ref|NR_025411.1| Mesorhizobium 
chacoense strain PR5 16S ribosomal RNA, partial sequence 1888988 1890453 Mesorhizobium chacoense 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

696924 Bacteria_16S 2220962 2221005 1 44 gi| 219857585 |ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

696924 Bacteria_16S 2300066 2300109 1 44 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

696924 Bacteria_16S 2301534 2301577 1 44 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

696924 Bacteria_16S 2336376 2336419 1 44 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

696924 Bacteria_16S 2567936 2567979 1 44 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

696924 Bacteria_16S 2631054 2631097 1 44 gi|219857238|ref|NR_024866.1| Methylarcula terricola 
strain hl 16S ribosomal RNA, partial sequence 2630432 2631792 Methylarcula terricola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 

696924 Bacteria_16S 2860272 2860315 1 44 gi|219856884|ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 
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696924 Bacteria_16S 4241082 42411251 44 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
696924 Bacteria_16S 152293 152347 4 57 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 3527134 3527188 4 57 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 1766224 1766321 4 97 gi|219878360|ref|NR_025499.1| Alkalilimnicola 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
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696924 Bacteria_16S 3936359 3936459 1 97 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

696924 Bacteria_16S 4232076 42321171 42 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

696924 Bacteria_16S 5203 5303 1 97 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

696924 Bacteria_16S 6665 6765 1 97 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

696924 Bacteria_16S 8122 8222 i 97 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
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696924 Bacteria_16S 143229 143313 5 86 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

696924 Bacteria_16S 318373 318473 1 97 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
696924 Bacteria_16S 584034 584134 1 97 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

696924 Bacteria_16S 743164 743264 1 97 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

696924 Bacteria_16S 768061 768161 1 97 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

696924 Bacteria_16S 922375 922475 1 97 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

696924 Bacteria_16S 923945 924045 1 97 gi|265678429|ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
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llaceae; 
219878133 
2084014 20854 


llaceae; 
219857463 
2394935 2396335 Bartonella birtlesii Bacteria; 


Desu 


Rh 


ref|NR_029276.1 
141109 142543 
1lfuromonadales; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


0 Desulfofaba gelida Bacteria; 
aceae; Desulfofaba. 
ref|NR_025410.1] Bartonella 

1231844 1233289 Bartonella 
izobiales; Bartonellaceae; Bartonella. 
ref|NR_025859.1| Starkeya novella DSM 
novella Bacteria; Proteobacteria; 


ref|NR_025456.1| Oceanicaulis 

1827843 1829266 Oceanicaulis 
ales; Hyphomonadaceae; Oceanicaulis. 
ref|NR_025444.1| Maricaulis virginensis 
67 Maricaulis virginensis Bacteria; 
Maricaulis 
ref |NR_025348.1 
26 1979852 Desulf 


Desulfobacterium 
obacterium anilini 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_025323.1| Maricaulis parjimensis 
86 Maricaulis parjimensis Bacteria; 
Maricaulis 
ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 
Bartonella. 
ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 


lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2158786 2158886 1 97 gi|219857629|ref|NR_025218.1| Paracoccus 
s strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
s Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
2245179 2245279 1 97 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
2 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
acteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
2268403 2268503 1 97 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
osomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 


eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

2295635 2295735 1 97 gi|219857533|ref|NR_025121.1| Bartonella bovis 
ibosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

2297101 2297201 1 97 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 


Bartonella. 
ref|NR_025051.1 


Bartonella birtlesii 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


CCGAAGGCAGGGCCAGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGTTCAGGACGAACGCTGGCGGCGTGCCTAACGCATGCAAGTCGAGCGGGGATGCTAAGCGGATGGGGGA 
AACTCTTGAAGCTTAGCATCTTAGCGGCGGACGGGTGAGTAACACGTGAGCAACCTGCCTTCAGCACGGGGATAACAGCTCGAAAGGGCTGCTAATACCCGATGG 
GACCACGGCATCGCATGATGTTGTGGTGAAAGGGTGGACGTAATGTTCATACCGGCTGGGGATGGGCTCGCGGCCCATCAGCTAGTTGGTGGGGTAACGGCCTAC 
CAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACAGTGGGACTGAGACACGGCCCACACTCCTACGGGAGGCAGCAGCGGGGAATCTTGCGCAATG 
GGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGGAGCCCTTCGGGGTGTAAACCTCTTTGGACGGGGAGAAGTAGAAGATAGTACCCGTTTAAAAAGCCAC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTGGTAAGTTGAGCGTGAAA 
TTTTTGGGCTCAACCCAAAAGGAGCGTTCAAGACTGCCAGGCTTGAGTGCGGGAGAGGACGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGG 
AACACCAGTGGCGAAGGCGGCCGTCTGGACCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGA 
TGGATGCTAGGTGTGGGGGAGAAGGACTCTTCCGTGCCGTAGTTAACACAATAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCCGGGAACCCTTCCGAAAGGAGGGGGTGCCT 
GACCGTAAGGTTAGGAGCCCGGACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAG 
TTGCCAGCGGGTGAAGCCGGGCACTCTAAGGGGACTGCCGCCGATGAGGCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCCCTGGGCTACAC 
ACGTGCTACAATGGGTGCTACAGAGGGCGAGCGAAGGCGCGAGCCGGAGCGAATCCCAAAAAAGCACCCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGA 
AGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCAGCAACACCTGAAGAC 
ACAGGGTAGCTGTGTTGAAGGTGGGGCTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTACGGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCACCGCAAGGTGAGTGGCAGACGGGTGA 
GTAACACGTGGGGATCTGCCCAATGGTACGGAATAGCTCCGGGAAACTGGGATTAATACCGTATGTGCCCGCAAGGGGAAAGATTTATCGCCATTGGATGAACCC 
GCGTCGGATTAGCTAGTTGGTGTGGTAAAGGCGCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTCAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCTCCGA 
CGAAGATAATGACGGTAGTCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAG 
CGCACGTAGGCGGATTGTTAAGTCAGGGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCCTTGATACTGGCAATCTCGAGTCCGGAAGAGGTAAGTGGAACTGC 
GAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACGAGTGCCGAAGGCGGCTTACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAGGCTAGCCGTTGGTGAGCATGCTCATCAGTGGCGCCACTAACGCATTAAGCCTCCCGCCTGGGGAGT 
ACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACA 
TGTCTCGGAATTGGACCAGAGATGGACCAAGCTCTTCGGAGCCGGGAACACAGGTGCTGCATGGCTGTCGTCAACTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAACGCAACCCTCGCCCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCGAACCCGCGAGGGTNAGCAAATCTCCAAAAGCCGTCTCAGTTCGGATTGC 
ACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTTGGCTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCCTTCGGGGGTGGATTAGTGGCGAACGGGTGAG 
TAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACACAGGGAGGCATCTCCTCTGTGTGGAAAGCTCCGGC 
GGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGT 
AAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTC 
GGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAGCATTCCACGTTGTCCGTGCCGTAGCTAACG 
CATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGC 
GAAGAACCTTACCAAGGCTTGACATACACCGGAAACATCCAGAGATGGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAG 
GAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGAGCTGCGATACCGCGAGGTGGAGCGAATC 
TCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGG 
ACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCAGGCTT 
AACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGAGTAACACGTGGGAACCTTCCCTATAGTACGGAATAGCCCAGGGAAACTTGGAGTAATA 
CCGTATACGCCCGAAAGGGGAAAGAATTTTCGCTATAGGATGGGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCTTAGCTGG 
TTTGAGAGAACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCAT 
GCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGCCGGGGACGATAATGACGGTACCCGGAGAATAAGTCCCGGCTAACTTCGTGCCAGCAGCCGC 
GGTAATACGAAGGGGACTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATTTGTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTG 
CCTTTGATACTGCGAATCTTGAGTCCGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCCCA 
CTGGATCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTCGGATAGCTT 
GCTATTCGGTGGCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACATTCACTGATCGCCTGGAGAGATCCGGGAATTCCAGCAATGGACAGTGGGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTTAGTTGGGCACTCTAGTGGGAC 
TGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGCGCAGCCACC 
TAGCAATAGGGAGCTAATCGCAAAAAGCCGTCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAATCGCTAGTAATCGCGCATCAGCATGGCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTCTTACCCTAAAACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAA 
GGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCAGG 
CTTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGAGTAACACGTGGGAACCTTCCCTATAGTACGGAATAGCCCAGGGAAACTTGGAGTA 
ATACCGTATACGCCCGAAAGGGGAAAGAATTTTCGCTATAGGATGGGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCTTAGC 
TGGTTTGAGAGAACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGC 
CATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGCCGGGGACGATAATGACGGTACCCGGAGAATAAGTCCCGGCTAACTTCGTGCCAGCAGC 
CGCGGTAATACGAAGGGGACTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATTTGTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAA 
CTGCCTTTGATACTGCGAATCTTGAGTCCGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGC 
CCACTGGATCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTCGGATAG 
CTTGCTATTCGGTGGCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACATTCACTGATCGCCTGGAGAGATCCGGGAATTCCAGCAATGGACAGTGGGACAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTTAGTTGGGCACTCTAGTGG 
GACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGCGCAGCC 
ACCTAGCAATAGGGAGCTAATCGCAAAAAGCCGTCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAATCGCTAGTAATCGCGCATCAGCATGG 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTCTTACCCTAAAACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGG 
TAAGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGC 


696924 Bacteria_16S 


strain SCH-89 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
696924 Bacteria_16S 


2536447 2536547 1 97 
ribosomal RNA, partial sequence 


2537806 2537906 1 97 


strain VP-6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
696924 Bacteria_16S 


strain MHS-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
696924 Bacteria_16S 


2540540 2540640 1 97 
ribosomal RNA, partial sequence 


2549538 2549638 1 97 


strain C-29 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


696924 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


strain DSM 7345 1 
Proteobacteria; D 


strain F9251 16S 


3052090 30521745 
S ribosomal RNA, 


86 
3489323 3489407 5 86 


3893832 3893932 1 97 
ribosomal RNA, partial sequence 


gi| 219857353 
2535834 25371 


gi|219857352 
2537193 25385 


gi| 219857350 
2539981 25412 


gi| 219857344 
2548929 25503 


gi|219846887 


complete sequence 3051418 30529 
eltaproteobacteria; Desulfuromonadales; 
696924 Bacteria_16S 


gi| 219846583 


6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales; 
696924 Bacteria_16S 


gi| 219846299 
3893217 38946 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


696924 Bacteria_16S 
AM 14193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


centenum strain I 


centenum Bacteria; 


Rhodospirillum. 


696924 Bacteria_16S 


3977699 3977799 1 97 


4108457 4108557 1 97 


strain A828 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


696924 Bacteria_16S 


strain Ekho Lake- 


strain DSM 20475 
Firmicutes; Clost 


696924 Bacteria_16S 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteobacteria; 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


696924 Bacteria_16S 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


696924 Bacteria_16S 


strain E7107 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
696924 Bacteria_16S 


strain 5424 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
696924 Bacteria_16S 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacteria; 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


696924 Bacteria_16S 


strain 173-96 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
696924 Bacteria_16S 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacteria; 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


696924 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


strain MDA5527 16 


strain AMX51 16S 


38380 38423 1 44 


224349 224446 4 97 


ridia; Clostridiales; 


381919 381962 1 44 


431288 431331 1 44 


446747 446790 1 44 
ribosomal RNA, partial sequence 


448279 448322 1 44 
ibosomal RNA, partial sequence 


503487 503530 1 44 


559909 559952 1 44 
ribosomal RNA, partial sequence 
561446 561489 1 44 


667410 667453 1 44 


741669 741712 1 44 


843094 843137 1 44 
ribosomal RNA, partial sequence 


162 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
696924 Bacteria_16S 


H4560 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 
696924 Bacteria_16S 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
696924 Bacteria_16S 


gi|219846240 


gi|219846146 
4107869 41092 


265679038 
37787 


gi 


gi| 265678913 


16S ribosomal RNA, partial sequence 223682 22507 
Peptococcaceae; 


265678800 
sequence 


gi 


265678767 
sequence 


gi 


gi|265678757 
446125 44760 


gi|265678756 
447654 44913 


265678716 
sequence 


gi 


gi| 265678679 
559287 56077 


265678678 
sequence 


gi 


265678604 
66678 


gi 
gi|265678553 
741046 74252 


gi|265678484 
842468 84394 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


696924 Bacteria_16S 


871919 871962 1 44 


265678464 


gi 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter 


Pelobacteraceae; 


Desulfuromonadaceae; 


Rhodospirillales; 


Peptococcus. 


Rhizobiales; 


Acetobacteraceae; 


Acetobacteraceae; 


Rhodobacterales; 


Acetobacteraceae; 


Acetobacteraceae; 


ref|NR_024941.1| Hyphomonas oceanitis 
42 Hyphomonas oceanitis Bacteria; 
Hyphomonas. 
ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
Hyphomonas. 
ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 
ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref|NR_026479.1| Malonomonas rubra 
42 Malonomonas rubra Bacteria; 
Malonomonas. 
ref|NR_026175.1| Desulfuromusa bakii 
25 Desulfuromusa bakii Bacteria; 
Desulfuromusa. 
ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref |NR_025830.1| Rhodospirillum 
3977072 3978386 Rhodospirillum 
Rhodospirillaceae; 


ref|NR_025736.1| Bartonella chomelii 

43 Bartonella chomelii Bacteria; 

Bartonella. 

ref|NR_029346.1| Sulfitobacter brevis 
39128 Sulfitobacter brevis Bacteria; 

Sulfitobacter. 

ref|NR_029221.1| Peptococcus niger 

4 Peptococcus niger Bacteria; 


ref|NR_029105.1| Parvibaculum 
381306 382756 Parvibaculum 
Phyllobacteriaceae; 


ref|NR_029072.1 


pe Roseomonas gilardii 
430661 432145 


Roseomonas gilardii 


Rhodospirillales; Acetobacteraceae; 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
Roseomonas. 
ref|NR_029061.1| Roseomonas gilardii 
5 Roseomonas gilardii Bacteria; 
Roseomonas. 
ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 
Rhodobacteraceae; 


ref|NR_028984.1| Roseomonas rosea 

1 Roseomonas rosea Bacteria; 

Roseomonas. 

ref |NR_028983.1] Roseomonas 
560822 562307 Roseomonas 


Rhodospirillales; Acetobacteraceae; 


ref|NR_028909.1| Gluconacetobacter 

6 668269 Gluconacetobacter entanii 

Acetobacteraceae; Gluconacetobacter. 

ref|NR_028857.1| Roseomonas mucosa 

7 Roseomonas mucosa Bacteria; 

Roseomonas. 

ref|NR_028787.1| Bosea minatitlanensis 

9 Bosea minatitlanensis Bacteria; 

ae; Bosea. 

ref|NR_028767.1| Gluconacetobacter 
871314 872760 Gluconacetobacter 


696924 Bacteria_16S 
strain JCM 21370 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
696924 Bacteria_16S 1079643 1079686 1 44 gi 
strain 21F-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
696924 Bacteria_16S 1093366 1093409 1 44 gi 
indonesiensis str 
indonesiensis Bac 
Acetobacter. 
696924 Bacteria_16S 
strain NBRC 13755 
Bacteria; Proteob 
696924 Bacteria_16S 
orleanensis strai 
orleanensis Bacte 
Acetobacter. 
696924 Bacteria_16S 
subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 
696924 Bacteria_16S 1310667 13107101 44 gi 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 
facile subsp. ure 
Hyphomicrobium. 
696924 Bacteria_16S 
Och 149 16S ribos 


1070822 1070865 1 44 


gi 


1094813 1094856 1 44 gi 
16S ribosomal RNA, partial sequence 
44 


1096253 1096296 1 gi 


1309194 1309237 1 44 


gi 


1352116 1352159 1 44 


omal RNA, partial sequence 


gi 


696924 Bacteria_16S 1353558 1353601 1 44 gi 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter 
696924 Bacteria_16S 
HEL-45 16S riboso 


1379294 1379337 1 
mal RNA, partial sequence 


44 gi 


696924 Bacteria_16S 
cibinongensis str 
cibinongensis Bac 
Acetobacter. 
696924 Bacteria_16S 1444501 1444544 1 44 gi 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobac 
Thalassobacter. 
696924 Bacteria_16S 1581735 1581778 1 44 gi 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, parti 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacte 
696924 Bacteria_16S 1648808 1648851 1 44 gi 
DSM 5900 16S ribo 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
696924 Bacteria_16S 1749524 1749567 1 44 gi 
strain LMG 1746 1 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
696924 Bacteria_16S 1751016 1751059 1 44 gi 
strain LMG 1625 1 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
696924 Bacteria_16S 1939427 19394701 44 gi 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacte 
Methylobacterium. 

696924 Bacteria_16S 1969817 1969860 1 44 gi 
doebereinerae strain GSF71 16S ribosomal RNA, partial s 
doebereinerae Bacteria; Proteobacteria; Alphaproteobact 
Azospirillum. 

696924 Bacteria_16S 2154248 2154291 1 44 
strain H-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
696924 Bacteria_16S 2160272 2160315 1 44 gi 
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696924 Bacteria_16S 3574487 3574530 1 44 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 
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696924 Bacteria_16S 4166774 4166817 1 44 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

696924 Bacteria_16S 4168256 4168299 1 44 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 


strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

696924 Bacteria_16S 4239623 4239666 1 44 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
696924 Bacteria_16S 652327 652381 4 Se gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 766616 766670 4 57 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

696924 Bacteria_16S 1237046 1237100 4 57 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

696924 Bacteria_16S 1518292 1518346 4 57 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

696924 Bacteria_16S 1683936 1683990 4 57 gi|219878419|ref|NR_025558.1]| Clostridium 
lacusfryxellense strain C/C-an/Bl1 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 1767708 1767762 4 57 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

696924 Bacteria_16S 2467054 2467108 4 57 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 2530388 2530442 4 57 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 3101707 3101761 4 57 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

696924 Bacteria_16S 3788707 3788749 1 43 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 


Alphaproteobacter 


696924 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


696924 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


696924 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


696924 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


696924 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


696924 Bacteria_16S 


succinivorans str 
succinivorans Bac 


ia; Rickettsiales; Anaplasmataceae; Ehrl 


ichia. 


4070752 4070806 4 57 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
199667 199764 4 97 gi 
in WoAcyl 16S ribosomal RNA, partial s 


eria; Proteobacteria; Deltaproteobacte 


eq 
ri 


1409189 1409242 4 57 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1688392 1688489 4 97 gi 
bosomal RNA, partial sequence 


gi 


696924 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; Ox 


219846172 
4070099 40715 
Veillonel 
265678930 


uence 
a; 


224581401 
1408524 14099 
Clostridiu 
219878415 
1687712 16892 


lales; Bacillaceae; Bacillus. 

4095079 4095179 1 97 gi|219846156|ref|NR_025746.1 
osomal RNA, partial sequence 4094388 40957 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 

70312 70352 4 44 gi| 265679017 |ref|NR_029325.1 
ain S1-1 16S ribosomal RNA, partial sequence 69637 71125 
teria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; S 

153838 153878 4 44 gi|265678960|ref|NR_029268.1 


obacter. 


Desul 


ref|NR_025762.1 
la. 
ref|NR_029238.1 

198985 200521 
furomonadales; P 
ref|NR_024719.1 
m. 


ref|NR_025554.1 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Pelobacter 
Pelobacter 
elobacteraceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Schwartzia 
Schwartzia 
chwartzia. 


Oxobacter pfennigii 


153188 154677 Oxobacter pfennigii Bacteria; 


696924 Bacteria_16S 388085 388125 4 44 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

696924 Bacteria_16S 685464 685564 1 97 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
696924 Bacteria_16S 687030 687130 1 97 gi|265678591|ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
696924 Bacteria_16S 1209882 1209982 1 97 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
696924 Bacteria_16S 1404696 1404796 1 97 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

696924 Bacteria_16S 1497409 1497449 4 44 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 


1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
696924 Bacteria_16S 1748035 1748075 4 44 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 


696924 Bacteria_16S 2237682 2237734 4 55 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 
696924 Bacteria_16S 2354501 2354601 1 97 gi|219857491|ref|NR_025079.1| Desulfomonile 


limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
696924 Bacteria_16S 2403094 2403134 4 44 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
696924 Bacteria_16S 2841738 2841778 4 44 gi|219856896|ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
696924 Bacteria_16S 3376203 3376243 4 44 gi|219846666|ref|NR_026258.1| Halanaerobium 
saccharolyticum subsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 
Halanaerobium saccharolyticum subsp. senegalense Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
696924 Bacteria_16S 3446560 3446600 4 44 gi|219846612|ref|NR_026204.1| Clostridium viride 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
696924 Bacteria_16S 3676422 3676462 4 44 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
696924 Bacteria_16S 3841829 3841869 4 44 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
696924 Bacteria_16S 4026880 4026980 1 97 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 
696924 Bacteria_16S 4066245 4066341 5 97 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
696924 Bacteria_16S 4146810 4146862 4 55 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
696924 Bacteria_16S 4165329 4165429 1 97 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 
696924 Bacteria_16S 4220019 4220059 4 44 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 


lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


696924 Bacteria_16S 106663 106702 4 43 gi|265678991|ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
696924 Bacteria_16S 161510 161565 4 58 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 1120547 1120590 1 44 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 


dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 


2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 


Anaeromyxobacter. 


696924 Bacteria_16S 1150740 1150783 1 44 


gi 


lucentensis strain QMT2 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 


696924 Bacteria_16S 1647311 1647354 1 44 


gi 


strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
696924 Bacteria_16S 1650301 1650344 1 44 gi 
VKM B1479 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
696924 Bacteria_16S 2713702 2713745 1 44 gi 
strain SHK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; 
696924 Bacteria_16S 2730532 2730575 1 44 
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gi 
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Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

696924 Bacteria_16S 2791924 2792021 4 97 gi|219857122|ref|NR_024750.1| Coprococcus catus 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 

696924 Bacteria_16S 2936666 2936709 1 44 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

696924 Bacteria_16S 3580430 3580473 1 44 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

696924 Bacteria_16S 3583536 3583633 4 97 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 3781231 3781274 1 44 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

696924 Bacteria_16S 3942131 39421741 44 gi|219846264|ref|NR_025854.1| Acidiphilium rubrum 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium rubrum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

696924 Bacteria_16S 3943592 3943635 1 44 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

696924 Bacteria_16S 3945051 3945094 1 44 gi|219846262|ref|NR_025852.1| Acidocella facilis 
strain PW2 16S ribosomal RNA, partial sequence 3944448 3945854 Acidocella facilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

696924 Bacteria_16S 3946512 3946555 1 44 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium cryptum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

696924 Bacteria_16S 3947977 3948020 1 44 gi|219846260|ref|NR_025850.1| Acidiphilium angustum 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium angustum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

696924 Bacteria_16S 3949434 3949477 1 44 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
strain 101 16S ribosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

696924 Bacteria_16S 21789 21843 4 57 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

696924 Bacteria_16S 150737 150791 4 57 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 184334 184388 4 57 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 189001 189055 4 57 gi|265678937|ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 281925 281979 4 57 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

696924 Bacteria_16S 329145 329199 4 57 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 


hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Sedis; Sedimentibacter. 


Incertae 


696924 Bacteria_16S 549187 549241 4 57 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 


strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

696924 Bacteria_16S 643312 643366 4 57 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

696924 Bacteria_16S 658306 658360 4 57 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

696924 Bacteria_16S 664359 664413 4 57 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 


odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 


696924 Bacteria_16S 909894 909948 4 57 gi|265678438|ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 931556 931610 4 57 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 1265535 1265589 4 57 gi|219846539|ref|NR_026131.1]| Clostridium grantii Al 


16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
696924 Bacteria_16S 1364055 1364109 4 57 gi|228719063|ref|NR_027579.1| Ruminococcus lactaris 
strain ATCC 29176 16S ribosomal RNA, partial sequence 1363415 1364816 Ruminococcus lactaris ATCC 
29176 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

696924 Bacteria_16S 1383769 1383823 4 57 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 
696924 Bacteria_16S 1491409 1491463 4 57 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
696924 Bacteria_16S 1519804 1519858 4 57 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
696924 Bacteria_16S 1670311 1670365 4 57 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
696924 Bacteria_16S 1734266 1734320 4 57 gi| 219878385 |ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
696924 Bacteria_16S 1880291 1880345 4 57 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

696924 Bacteria_16S 1881872 1881926 4 57 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
696924 Bacteria_16S 1883448 1883502 4 57 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
696924 Bacteria_16S 1885028 1885082 4 57 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 


696924 Bacteria_16S 2049426 2049480 4 57 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

696924 Bacteria_16S 2050986 2051040 4 57 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 


696924 Bacteria_16S 2060167 2060221 4 57 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

696924 Bacteria_16S 2104467 2104521 4 57 gi|219878117|ref|NR_025256.1| Anoxynatronum 


sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 
696924 Bacteria_16S 2289655 2289709 4 57 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 
696924 Bacteria_16S 2435108 2435162 4 57 gi|219857431|ref|NR_025019.1]| Clostridium 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
696924 Bacteria_16S 2564863 2564917 4 57 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


696924 Bacteria_16S 2566438 2566492 4 57 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 
696924 Bacteria_16S 2569421 2569475 4 57 gi|219857288|ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
696924 Bacteria_16S 2572527 2572581 4 57 gi|219857286|ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
696924 Bacteria_16S 2793301 2793355 4 57 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


696924 Bacteria_16S 2794843 2794897 4 57 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

696924 Bacteria_16S 3029228 3029282 4 57 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

696924 Bacteria_16S 3032290 3032344 4 57 gi|219846901|ref|NR_026493.1| Clostridium indolis 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


696924 Bacteria_16S 3157617 3157671 4 57 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

696924 Bacteria_16S 3203164 3203218 4 57 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

696924 Bacteria_16S 3265068 3265122 4 57 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 3286304 3286358 4 57 gi|219846730|ref|NR_026322.1| Clostridium pascui 


strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
696924 Bacteria_16S 3297014 3297068 4 57 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

696924 Bacteria_16S 3301581 3301635 4 57 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 
696924 Bacteria_16S 3525566 3525620 4 57 gi|219846559|ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
696924 Bacteria_16S 3530166 3530220 4 57 gi|219846556|ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


696924 Bacteria_16S 3550219 3550273 4 57 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 3595894 3595948 4 57 gi|219846511|ref|NR_026103.1| Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 3598975 3599029 4 57 gi|219846508|ref|NR_026100.1]| Clostridium 


celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 4025343 4025397 4 57 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


696924 Bacteria_16S 735501 735598 4 97 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
696924 Bacteria_16S 902223 902320 4 97 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 


denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 
696924 Bacteria_16S 1182615 1182700 4 86 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 


R 


696924 Bacteria_16S 1329124 1329221 4 97 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

696924 Bacteria_16S 1741933 1742030 4 97 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 


thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Anaerobiospirillum. 
696924 Bacteria_16S 2441229 2441326 4 97 gi 
paradoxus strain ARh1l 16S ribosomal RNA, partial sequen 


219857426 
ce 


ref 
24405 


72 2442029 Thioa 


Succinivib 


NR_025014.1 
1 


rionaceae; 


Thioalkalivibrio 
kalivibrio paradoxus 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
696924 Bacteria_16S 2470084 2470181 4 97 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioalkalivibrio nitratis 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
696924 Bacteria_16S 2682460 2682557 4 97 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 2983772 2983869 4 97 gi|219846934|ref|NR_026526.1| Bacillus vedderi 
strain JaH 16S ribosomal RNA, partial sequence 2983106 2984583 Bacillus vedderi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 3160656 3160753 4 97 gi|219846815|ref|NR_026407.1| Desulfuromonas 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
696924 Bacteria_16S 3539381 3539478 4 97 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 


strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 35402 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 


15 Bacillus agaradhaerens Bacteria; 


696924 Bacteria_16S 3594356 3594453 4 97 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 3693098 3693171 28 97 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 
696924 Bacteria_16S 3773611 3773708 4 97 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
696924 Bacteria_16S 3850855 3850952 4 97 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

696924 Bacteria_16S LIAT 17219 4 44 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 23340 23380 4 44 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 24933 24973 4 44 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 112724 112824 1 97 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

696924 Bacteria_16S 114322 114422 1 97 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

696924 Bacteria_16S 155410 155450 4 44 gi| 265678959 |ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 181228 181268 4 44 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 187455 187495 4 44 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 207458 207498 4 44 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 209011 209051 4 44 gi| 265678923 |ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 212119 212159 4 44 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 313962 314002 4 44 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

696924 Bacteria_16S 322981 323021 4 44 gi|265678845|ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 


696924 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


696924 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


696924 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


696924 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


696924 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


696924 Bacteria_16S 


coryniformis subs 


Lactobacillaceae; 


696924 Bacteria_16S 


strain 3wWC2 16S r 


Firmicutes; Clost 


696924 Bacteria_16S 


azorensis strain 


Bacteria; Firmicu 


696924 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


696924 Bacteria_16S 


strain 111-35 16S 


Firmicutes; Clost 


696924 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


340124 340164 4 44 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
bacillales; Lactobacillaceae; Pediococcus. 

344592 344632 4 44 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

472736 472776 4 44 gi|265678736|ref|NR_029041.1| Weissella koreensis 

ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
bacillales; Weissella. 

475813 475853 4 44 gi| 265678734 |ref|NR_029039.1| Lactobacillus 

GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

483348 483388 4 44 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
train sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

508121 508161 4 44 gi|265678713|ref|NR_029018.1| Lactobacillus 
p. torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 

Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 
Lactobacillus. 

589998 590038 4 44 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
ibosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

653784 653824 4 44 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
tes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

688583 688683 1 97 gi|265678590|ref|NR_028895.1| Desulfobacterium 
in NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

706440 706480 4 44 gi|265678578|ref|NR_028883.1| Dorea longicatena 

ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Dorea. 

726502 726542 4 44 gi|265678564|ref|NR_028868.1| Succinispira mobilis 

ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
ridia; Clostridiales; Veillonellaceae; Succinispira. 

765079 765119 4 44 gi|265678536|ref|NR_028840.1| Mitsuokella 


696924 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


696924 Bacteria_16S 
in PPC79 16S ribosomal RNA, partial se 
Car 


suicloacalis stra 
suicloacalis Bact 


696924 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


696924 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


696924 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


696924 Bacteria_16S 
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846228 846268 4 44 gi 
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ridia; Clostridiales; 
879226 879266 4 


Clostridiaceae; 
44 gi 


complete seque 
Clostridiales; Veillo 
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845553 84708 


nce 76438 
nellaceae; 
265678531 
quence 
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265678494 
e 82720 
Selenomon 
265678493 
82878 
Selenomon 
265678482 


Clostridiu 
265678459 
NA, partia 


5 765927 Mitsuokella jalaludinii 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


696924 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


696924 Bacteria_16S 
in LSv54 16S ribosomal RNA, partial se 
Deltaproteobacte 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


696924 Bacteria_16S 
n ASRB2 16S ribosomal RNA, partial seq 
Deltaproteobacter 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


696924 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


696924 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


osomal RNA, partial sequence 
tes; 


Prochlorococcus. 
906827 906927 1 


e; 


97 gi 


teria; Proteobacteria; 


927043 927143 1 97 gi 


eria; Proteobacteria; 


1026776 1026876 1 97 gi 


ria; Proteobacteria; 


1159830 1159870 4 44 


gi 


Clostridiales 
44 gi 


Firmicutes; Clostridia; 
1164417 1164457 4 


Clostridia; 


696924 Bacteria_16S 


1172004 1172044 4 44 gi 


ain S'pore Tl 16S ribosomal RNA, parti 
Deltaproteobact 


71 16S ribosomal RNA, partial sequence 


1163739 11652 
Clostridiales; Veillo 


265678440 
al sequenc 
eria; Desu 


265678427 
quence 
ria; Desul 


265678360 
uence 
ia; Syntro 


228721485 

T1591 
7 Peptococ 
228720667 


nellaceae; 


228719312 


Mitsuokella. 
ref |NR_028835.1| Atopostipes 

772034 773579 Atopostipes 
ceae; Atopostipes. 
ref|NR_028797.1| Selenomonas infelix 
9 828732 Selenomonas infelix Bacteria; 
as. 
ref|NR_028796.1| Selenomonas noxia 
3 830273 Selenomonas noxia Bacteria; 
as. 
ref|NR_028785.1| Clostridium scindens 
1 Clostridium scindens Bacteria; 
m. 
ref|NR_028762.1| Prochlorococcus 
1 sequence 878614 880078 
ref|NR_028742.1] Desulforhopalus 
e 906169 907666 Desulforhopalus 
lfobacterales; Desulfobulbaceae; 
ref|NR_028729.1| Desulfotalea 

926361 927852 Desulfotalea 
fobacterales; Desulfobulbaceae; 
ref|NR_028662.1| Desulfobacca 

1026088 1027591 Desulfobacca 
phobacterales; Syntrophaceae; 
ref|NR_027608.1| Desulfotomaculum 
66 1160688 Desulfotomaculum acetoxidans 
caceae; Desulfotomaculum. 
ref|NR_027596.1| Mitsuokella multacida 
49 Mitsuokella multacida DSM 20544 
Mitsuokella. 
ref|NR_027582.1| Dethiosulfovibrio 


peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 


GGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGT 
GGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCGATGTCGGATTAGC 
TAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAG 
TCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTA 
CTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGAGTGTGGTAGAGGG 
TAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTC 
GCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTCATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGA 
CGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGC TGCAAACCCGCGAGGGCAAGCCAATCCCAGAAACCCTATC 
TCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGG 
TAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACA 
TGCAAGTCGAGCGGTCCGGCAGCCAACTTAAGGCGGGAGCCGGATAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTTAAGAGCGGGATAACACCTGG 
AAAGGGGTGCTAATACTGGATAAGCTCCTTGTAGGGCATCCTATGAGGAGGAAGGTAGCGGGACTACCGCTTAAGGATGGGCCCGCGTCCCATCAGCTAGTTGGT 
AGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGCGAGGAAGGCCTTCGGGTCGTAAAGCTCGATAGTGTGGGAAGAAGGGATGACGGTACC 
ACACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCGTTCAA 
GTCAGGTGTAAAATACCCGGGCTCAACCCGGGGATAGCACTTGAAACTGGGCGGC TAGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGT 
AGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCTCTGGACTGACCCTGACGCTGAGGCGGGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGTGCCGTAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGCCGAA 
AGGTGAGCGACCTTACCTTAAAGGTGAGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCCTGCCTCTAGTTGCCAGCGGGTGNAGCCGGGCACTCTAGAGGGACTGCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGC 
CCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGCAGCGATCTGGAGCGAAACCCAAAAAGCCGGTCCAAGTTCGGATTGCAGGCTGCAACT 
CGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCAA 
CACCCGAAGCCGTGACCCAACCGGAAGGAGGGAGCCGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGAT 
CACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGA 
GCGGACAGATGGGAGCTTGCTCCCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAAT 
ACCGGATGGTTGTTTGAACCGCATGGTTCAAACATAAAAGGTGGCTTCGGCTACCACTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTC 
ACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAA 
TGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACC 
TTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGCA 
GGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAG 
CGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTC 
GCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCT 
GACAATCCTAGAGATAGGACGTCCCCTTCGGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGACCTGGGCTACACACGTGCTACAATGGACAGAACAAAGGGCAGCGAAACCGCGAGGTTAAGCCAATCCCACAAATCTGTTCTCAGTTCGGATCGCAGTCTGCA 
ACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTG 
TAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCG 
AACGGAAATCAGGGAGCTTGCTCCCTGTGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTAACTTTGGGATAACTTCGGGAAACCGGGGCTAA 
TACCAAATACGACCCATGAGGGCATCCTCTGTGGGTGGAAAGAATTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGG 
CATCGACGGGTAGCCGGCCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCAACGCCGCGTGGGGGAAGAAGGCCTTCGGGTTGTAAACCTCTTTTGGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCTGCCGTGAAAAT 
CCGAGGCTCAACCTCGGACCTGCGGTGGGTACGGGCAGGCTAGAGTGCGATAGGGGAGAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAA 
CACCGATGGCGAAGGCAGCTCTCTGGGTCGCTACTGACGCTGAGGAGC GAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTG 
GGCGCTAGACGTGGGGGTGGTTCCACCGCTTCCGTGTCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCAATGCAACGCGAAGAACCTTACCAAGGCTTGATATATACCGGAAAGGCGTAGAGATACGCCCCCCGC 
AAGGTCGGTATACAGGTGGTGCACGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTGTGTTGCCAGCGCGTA 
ATGGCGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTCGGTCTTGGGCTTCACGCGTGCTACAATGG 
CTGGTACAGAGGGTTGCAATATCGCAAGGTGGAGCGAATCTCAAAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAG 
TAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGCTGGTAACACCCGAAGCCGGTGACTTAACCTT 
TTTGGAGAGAGCCGTCGAAGGTGGGATTGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACGGACAAGGAGCTTGCTCCTTTGAAGTTAGCGGC 
GGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGAATAACTCCGGGAAACCGGGGCTAATGCCGGATAACATGTTGAACCGCATGGTTCAACAGTGA 
AAGACGGTCTTGCTGTCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATACGTAGCCGACCTGAGAGGGTGAT 
CGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAT 
GAAGGTCTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAATGTGTAAGTAACTGTGCACGTCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAA 
CCGTGGAGGGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCG 
AAGGCGGCTTTCTGGTCTGCAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTG 
TTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTTTGACCGCTCTAGAGATAGAGTTTTCCTCTTCGGAGGACAA 
AGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGAGCTTAGTTGCCATCATTAAGTTGGGC 
ACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACA 
AAGGGCAGCGAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCACCTCGACTACATGAAGCTGGAATCGCTAGTAATCGTA 
GATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCTTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTGGAGCTA 


peptidovorans DSM 11002 Bacteria; 


Dethiosulfovibrio. 

696924 Bacteria_16S 
colihominis DSM 1 
17241 Bacteria; F 
696924 Bacteria_16S 
colombiense DSM 1 
12261 Bacteria; S 
696924 Bacteria_16S 
mitsuokai DSM 158 
15897 Bacteria; F 
696924 Bacteria_16S 
strain AM1114 16S 
Firmicutes; Clost 
696924 Bacteria_16S 
hartmannellae str 
hartmannellae Bac 
696924 Bacteria_16S 


Mi268 16S ribosomal RNA, partial sequence 
Weissella. 


Lactobacillales; 
696924 Bacteria_16S 
subsp. carnosus s 
sakei subsp. carn 
696924 Bacteria_16S 
strain E58 16S ri 


696924 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
696924 Bacteria_16S 


irmicutes; 


bosomal RNA, 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


Synergistetes 


1184100 1184140 4 44 
Clostridia; 


1200718 1200758 4 44 


Synergistia; 


1206854 1206898 4 48 


1223328 1223368 4 44 


ribosomal RNA, partial sequence 
ridia; 


Clostridiales; 


1247609 1247649 4 44 


1288155 1288195 4 44 


complete sequence 


1509372 1509412 4 44 


1524436 1524476 4 44 


v 


gi 


7241 16S ribosomal RNA, partial sequen 
Clostridiales; 


gi 


2261 16S ribosomal RNA, partial sequen 


ynergistetes; Synergistal 


gi 


97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 


gi 


Clostridiaceae; 


gi 


ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 


gi 


1366379 13679 


gi 


paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 


gi 


strain ATCC 35185 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
696924 Bacteria_16S 


papyrosolvens DSM 2782 16S ribosomal RNA, complete sequ 
Firmicutes; 


2782 Bacteria; 
696924 Bacteria_16S 
paraplantarum str 
paraplantarum Bac 
696924 Bacteria_16S 
strain DSM 20285 

Firmicutes; Lacto 
696924 Bacteria_16S 
strain CK58 16S r 
Firmicutes; Clost 
696924 Bacteria_16S 
strain P-1 16S ri 
Firmicutes; Clost 
696924 Bacteria_16S 


strain TF-12 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
696924 Bacteria_16S 


strain TF-11 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 


bosomal 
ridia; 


Clostridia; 
1577216 1577256 4 44 
Clostrid 

44 


Clostridia; 
1840761 1840801 4 


Firmicutes; Lactobacill 
1918193 1918233 4 44 


Lactobacillaceae; 
1972746 1972786 4 44 


ibosomal RNA, partial sequence 
ridia; 


Clostridiales; Clostrid 
2108923 2108963 4 44 
RNA, partial sequence 
Clostridiales; Clostrid 
2124115 2124155 4 44 
partial sequenc 
Bacillaceae; Bacillus. 
2125671 2125711 4 44 
partial sequenc 
Bacillaceae; Bacillus. 


Clostridiales; Veillo 


gi 


iales; 
gi 


ain DSM 10667 16S ribosomal RNA, parti 
teria; 


ales; 
gi 


Pediococ 


gi 
iaceae; 
gi 


iaceae; 
gi 
e 


gi 
e 


Cc 


La 


Synergistia; 


A, 
ac 
2 


ne 


en 
lo 


al 


ct 


cu 


font 


cl 


es; 
228715354 


richales; 
219878346 
1222664 12241 
Ca 
219857449 
eq 
hl 
219846052 
1287447 1289004 Weiss 


219846290 
19857527 
219846510 
219878308 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 
bacillales; , 
219878213 
1972100 19735 


219873437 
2108290 21097 


219857652 
2123444 21249 


219857651 
2125001 21265 


Synerg 
ref 
12061 
ref 
minicella. 

ref 
uence 
amydiaceae; 
ref 


ref 
partial 
illales; Lac 
ref 

15237 
llaceae; Sel 
ref 
ce 15765 
stridiaceae; 
ref 
sequenc 
obacilla 


ref 


s 
ref 


ostridium. 


ref 


ostridium. 
ref 


ref 


Synergistales; 


ista 


79 1207663 Caten 


Erys 


1246931 12484 


ella 


26 Chlamydophila 


seq 


42 1525238 Selen 


77 1578067 Clost 


Clostridium. 


e 1840072 18415 
ceae; 


ceae; Amino 
NR_027526.1 


ipelotricha 
NR_025485.1 


NR_025037.1 
5 
Neochlamydi 
NR_025642.1 
soli Bacte 


NR_025880.1 
uence 150868 
tobacillacea 
NR_025115.1 
fo) 
enomonas. 
NR_026102.1 
xr 


NR_025447.1 
7 
3 Lactobacil 
NR_025388.1 


NR_025352.1 


NR_026099.2 


NR_025241.1 


NR_025240.1 


b 


i 
c 


a 


r 


Synergistaceae; 


228717037|ref|NR_027558.1| Anaerotruncus 

ce 1183485 1184849 Anaerotruncus colihominis DSM 
Ruminococcaceae; Anaerotruncus. 

228715386 |ref|NR_027531.1| Aminobacterium 

ce 1200061 1201579 Aminobacterium colombiense DSM 


acterium. 
Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Neochlamydia 
9 Neochlamydia 
Weissella soli strain 
ia; Firmicutes; 


1327687 1327727 4 44 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
train CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
osus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1367072 1367112 4 44 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 


pecorum E58 Bacteria; 


Lactobacillus 

4 1510205 Lactobacillus 
e; Lactobacillus. 
Selenomonas sputigena 
monas sputigena 


Clostridium 
idium papyrosolvens DSM 


Lactobacillus 

3 Lactobacillus 

lus. 

Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Lactobacillus 
0 Lactobacillus 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Treponema 
9 Treponema 


Clostridium 


uence 2325260 2326777 


696924 Bacteria_16S 2196788 2196828 4 44 gi|219857601|ref|NR_025189.1 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 219764 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
696924 Bacteria_16S 2256009 2256109 1 97 gi|219857562|ref|NR_025150.1 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 225677 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
Desulfobulbus. 
696924 Bacteria_16S 2269939 2269979 4 44 gi|219857553|ref|NR_025141.1 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 227073 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
696924 Bacteria_16S 2325927 2325967 4 44 gi|219857512|ref|NR_025100.1 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial seq 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 


696924 Bacteria_16S 
marinus strain sr 
Bacteria; Synergi 
696924 Bacteria_16S 


viterbiensis Bacteria; 


stetes; 


2351443 2351483 4 44 
Synergistia; 
2406168 2406208 4 44 


Firmicutes; Clostridia; 


gi 


12 16S ribosomal RNA, partial sequence 
Synergistales; 


gi 


Sy 


ne 


219857493 


ref 
23507 


rgistaceae; 


96 2352265 Dethi 


NR_025081.1 
° 
Dethiosulfov 


219857456 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 
Clostridiales; 


ref 


Clostri 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 


NR_025044.1 


diaceae; Cal 


Caloramator 


2405537 2407016 Caloramator 


oramator. 


696924 Bacteria_ 


cinnamivorans str 
cinnamivorans Bac 


696924 Bacteria_ 


strain LSv514 16S 
D 


Proteobacteria; 
696924 Bacteria_ 
strain ILE-3 16S 
Synergistetes; 
696924 Bacteria_ 


selangorensis str 
selangorensis Bac 


696924 Bacteria_ 


manihotivorans st 
manihotivorans Ba 


696924 Bacteria_ 


psychrotolerans s 
psychrotolerans B 
696924 Bacteria_16S 
strain 15-1 16S r 
Bacil 
696924 Bacteria_16S 
nitritogenes stra 
nitritogenes Bact 
696924 Bacteria_16S 


Firmicutes; 


strain JCM 6484 1 
Firmicutes; 


strain JCM 9989 1 


Sy 


Clost 
696924 Bacteria_16S 
6S ribosomal RNA, partial sequence 2888980 28904 


16S 2430526 2430566 4 44 


gi 
teria; Firmicutes; Clostridia; 
16S 2524344 2524444 1 97 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
16S 2560307 2560347 4 44 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; 
16S 2617313 2617353 4 


gi 


44 gi 
teria; Firmicutes; Lactobacillales; 
16S 2673313 2673353 4 44 
rain OND 32 16S ribosomal RNA, 
cteria; Firmicutes; Lactobacillales; 
16S 2680925 2680977 4 55 gi 


gi 


acteria; Firmicutes; Lactobacillales; 
2712262 2712302 4 44 gi 
ibosomal RNA, partial sequence 


ain CIN1 16S ribosomal RNA, partial se 
Clostri 


Synergistace 


ain LMG 17710 16S ribosomal RNA, parti 
La 


complet 
L 


train IDR2-2 16S ribosomal RNA, partia 


e 


1 


D 


ae 


al 


ct 


ac 


Ca 


219857437 
qu 
di 
219857361 
2523668 25251 
esulfobu 
219857337 
2559665 25611 
Aminob 
219857254 
sequenc 
obacilla 
219857207 
sequence 
tobacill 
219857202 
sequence 
rnobacte 
219857180 
2711598 27129 


ence 
ales; 


’ 


Ru 


ref|NR_025025.1 
2429869 243135 
minococcaceae; P 
ref |NR_024949.1 
53 Desulfotalea arctica Bacteria; 
lbaceae; Desulfotalea. 
ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 
acterium. 
ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref |NR_024835.1 
2672606 267416 
aceae; Lactobaci 
ref |NR_024830.1 
2680270 268176 
riaceae; Alkalibacterium. 
ref|NR_024808.1| Bacillus vietnamensis 
85 Bacillus vietnamensis Bacteria; 


Papillibacter 
9 Papillibacter 
apillibacter. 
Desulfotalea arctica 


Paralactobacillus 
9 Paralactobacillus 
acillus. 

Lactobacillus 
4 Lactobacillus 
llus. 

Alkalibacterium 
1 Alkalibacterium 


lales; Bacillaceae; Bacillus. 

2886587 2886627 4 44 gi|219856865|ref|NR_024684.1| Eubacterium 
in JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
eria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2888113 2888153 4 44 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
6S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2889636 2889676 4 44 gi|219856863|ref|NR_024682.1| Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Eubacteriaceae; 


Eubacterium. 


696924 Bacteria_16S 
ruminantium strai 
ruminantium Bacte 
696924 Bacteria_16S 
collinoides strai 
collinoides Bacte 
696924 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
696924 Bacteria_16S 


europaeus strain 
Bacteria; 


strain DS1 16S ri 
Firmicutes; 


histidinovorans s 


histidinovorans B 
696924 Bacteria_16S 


strain YH-15 16S 
Firmicutes; 


Desulfofustis. 


696924 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


696924 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


696924 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


696924 Bacteria_16S 


acetireducens str 
acetireducens Bac 


696924 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


696924 Bacteria_16S 


ria; Firmicutes; 


ria; Firmicutes; 


2921744 2921784 4 
n GA195 16S ribosomal RNA, partial seq 
Clostridi 
2945829 2945869 4 
n JCM1123 16S ribosomal RNA, partial s 


2982208 2982248 4 


44 


Clostridia; 
44 


Lactobacillales; 
44 


219856842 
uence 
ales; 
219856826 
equence 

ob 
219846935 


gi 


gi 


Lact 
gi 


Euba 


acillace 


ref | 
2921059 29225 
cteriaceae; 
ref 

2945130 29466 
ae; 
ref 


NR_024661.1 


6 


Euba 
NR_024645.1 


fg 


Lactobacillu 
NR_026527.1 


6 


8 
s 


Eubacterium 
Eubacterium 


cterium. 


Lactobacillus 
Lactobacillus 


Chlamydophila 


Proteob 
696924 Bacteria_16S 


Clost 
696924 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partia 


Lacto 
696924 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 


ia; Chlamydiae; Chlamydiales; Chlamydi 
3003621 3003665 1 44 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3035338 3035378 4 44 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
3088258 3088298 4 


Clostridiaceae; 
44 gi 


Clost 
gi 


acteria; Firmicutes; Clostridia; 
3165123 3165163 4 44 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
3238064 3238164 1 97 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


3248623 3248663 4 44 
bosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 

3298539 3298579 4 44 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3445036 3445076 4 44 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3483087 3483127 4 44 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3501293 3501333 4 44 gi 


gi 


ridia; Clostridiales; 
3528668 3528708 4 


Clostridiaceae; 
44 gi 


TW-183 16S ribosomal RNA, partial seq 


ue 
ac 


ne 


ri 


cl 


1 


ri 


il 


a; 


cl 


al 
st 


en 
ne 


al 
di 


el 


nce 
eae; 


e 30029 
llales; 


219846899 
3034695 30361 
ostridiu 
219846863 
sequence 


diales; 


219846812 
3164429 31659 


lus. 


219846762 
eq 


uence 


219846755 
3247999 32493 
ostridiu 
219846722 


sequenc 


219846613 


ce 34443 
llaceae; 


219846587 


sequenc 
ales; Cl 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 
ostridiu 


219846557 


Chl 
219846921 


Desulfo 


ridiales; 


2981577 298305 
amydophila. 

ref|NR_026513.1 
97 3004478 Glucon 


5 Chlamydophila 


Gluconacetobacter 
acetobacter europaeus 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 

m. 


’ 


Natronincola 

0 Natronincola 
Natronincola. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


NR_026455.1 
3087607 308909 
Clostridiaceae; 
ref|NR_026404.1 
45 Lactobacillus 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


ref|NR_026354.1 
3237371 323891 
bacterales; Desu 


ref|NR_026347.1| Clostridium isatidis 
30 Clostridium isatidis Bacteria; 

m. 
ref|NR_026314.1 
e 3297885 329934 
; Blautia. 
ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Clostridium. 
ref|NR_026167.1| Clostridium celatum 
49 Clostridium celatum Bacteria; 

m. 
ref 


Blautia 
2 Blautia 


Succiniclasticum 
iclasticum ruminis 
m. 

Clostridium 

2 Clostridium 


NR_026149.1| Clostridium quinii 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Clostridium. 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


696924 Bacteria_16S 3531694 3531734 4 44 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 

DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 

Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

696924 Bacteria_16S 3533140 3533180 4 44 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 

strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

696924 Bacteria_16S 3581985 3582025 4 44 gi|219846521|ref|NR_026113.1]| Clostridium 

stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 

Clostridiaceae; Clostridium. 

696924 Bacteria_16S 3585124 3585164 4 44 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 


faecium strain AC 
Bacteria; Firmicu 


696924 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


696924 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


696924 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


696924 Bacteria_16S 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
696924 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


696924 Bacteria_16S 


nitratireducens s 
nitratireducens B 


696924 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


696924 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


696924 Bacteria_16S 


strain 2678 16S r 
Proteobacteria; A 
group. 


696924 Bacteria_16S 


strain MK (Kaplan 
Proteobacteria; A 
fever group. 


696924 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


696924 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


696924 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


696924 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


696924 Bacteria_16S 


salivarius strain 
salivarius Bacter 


696924 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


696924 Bacteria_16S 


strain R 16S ribo 
Proteobacteria; A 
fever group. 


M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3711082 3711122 4 44 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3720052 3720092 4 44 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; 
3852364 3852404 4 


en 
ne 


cl 


Clostridiaceae; Cl 


44 gi 


ribosomal RNA, complete sequence 


4078325 4078365 4 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
4172919 4172959 4 44 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 


44 gi 
ue 
le 


1 
ri 


219846429 


219846422 


3719395 37209 


219846327 


3894733 38962 


219846167 


219846098 


ce 35844 
llaceae; 
ref 
37104 
ostridium. 
ref 
ostridium. 
ref 


rain CD2 16S ribosomal RNA, partial sequence 3851732 385319 
cteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 
3895428 3895468 4 44 gi|219846298|ref|NR_025888.1 


ref 
nce 
S; cocc 
ref 

4 


Euba 


Pepto 


sequence 
diales; 


4192795 4192835 4 44 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
244395 244434 4 43 
ibosomal RNA, partial sequence 
ridia; 


Ba 
gi 


ct 


Clostridiales; Veillonellaceae; 
315419 315462 1 44 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; 


M 
Ricke 


316883 316926 1 
) 16S xr 
lphapro 


44 gi 
ibosomal RNA, partial sequence 
teobacteria; Rickettsiales; Ricke 
411220 411259 4 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
817272 817311 4 43 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
853517 853560 1 44 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


43 gi 


ri 


858217 858256 5 44 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
933139 933178 4 43 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
1032867 1032906 4 43 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1129585 1129628 1 44 gi 


ce 
ib 


lphaproteobacteria; Rickettsiales; Ric 


696924 Bacteria_16S 


1220285 1220324 4 43 gi 


219846080 


265678899 
243690 24511 


265678850 
314818 31623 


265678849 


265678780 
uence 
bacillacea 
265678501 
nce 
bacteroida 
265678477 
quence 


265678473 


265678423 
uence 

bacillacea 
265678356 
sequence 
obacillace 
253680770 
somal RNA, partial sequence 1128958 1130397 Ricke 
kettsiacea 


219878362 


ref 
41921 
eroidaceae; 
ref 
egasphaera. 
ref 
ttsiaceae; R 
ref 
31628 
ttsiaceae; R 
ref 
4 
e; L 
ref 
81658 
ceae 
ref 
a; Desulfoba 
ref 
85752 
rionales; De 
ref 


e; L 
ref 


ae; 
ref 
ttsi 
e; R 


ref 


36 3585946 Phasc 
Pha 


25 3711931 Clost 


4077655 40791 


172278 41737 


39 4193621 Bacte 


2 317695 Ricke 


10506 41207 


1 817998 Selen 


852834 85435 


6 859025 Desul 


932436 93400 


1032165 10337 


scolarctobac 
NR_026020.1 


NR_026013.1 


NR_025917.1 


NR_025757.1 
8 
aceae; Crypt 
NR_025688.1 
4 
cteriaceae; 
NR_025670.1 
r 
Bacteroides. 
NR_029207.1 


NR_029155.1 


ickettsieae; 


NR_029154.1 
tC 
ickettsieae; 


NR_029085.1 
3 
actobacillu 
NR_028804.1 

i 
; Selenihala 
NR_028780.1 
7 
e 


n 


cterales; D 
NR_028776.1 
£ 
sulfovibrion 
NR_028725.1 
5 
actobacillu 
NR_028658.1 
2 
Lactobacillu 
NR_028018.1 
a rickettsii 
ickettsieae 


, 


fe} 


r 


larctobacterium faecium 
terium. 

Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 

Garciella 
8 Garciella 
Garciella. 
Bacteroides capillosus 
oides capillosus 


Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Lactobacillus 

Lactobacillus 

Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 
Desulforegula 
Desulforegula 
sulfobacteraceae; 


Desulfovibrio 

ovibrio mexicanus 

aceae; Desulfovibrio. 
Lactobacillus 
Lactobacillus 
Lactobacillus 

0 Lactobacillus 

Ss. 

Rickettsia rickettsii 

Bacteria; 

Rickettsia; spotted 


Allofustis seminis 


NR_025501.1 


strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 


Firmicutes; Lacto 


bacillales; Carnobacteriaceae; Allofusti 


Ss. 


696924 Bacteria_16S 
stercoricanis str 
stercoricanis Bacteria; 
696924 Bacteria_16S 
ferrugineus strai 
ferrugineus Bacteria; Proteobacteria; 
Cystobacteraceae; Cystobacter. 

696924 Bacteria_16S 2140727 2140766 4 
micronuciformis s 
micronuciformis Bacteria; 
696924 Bacteria_16S 
sapomandens strai 
sapomandens Bacteria; 
696924 Bacteria_16S 
strain LYP 16S ri 
Proteobacteria; Deltaproteobacteria; 
696924 Bacteria_16S 
aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 
696924 Bacteria_16S 
strain DSM 3050 1 
Proteobacteria; G 
696924 Bacteria_16S 
multipotens strai 
Bacteria; Proteob 
696924 Bacteria_16S 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 
696924 Bacteria_16S 
acetivorans strai 
Bacteria; Proteob 
696924 Bacteria_16S 3665826 3665921 4 
restrictus strain PER-K23 16S ribosomal 
restrictus Bacteria; Firmicutes; 
696924 Bacteria_16S 3679511 3679554 1 
aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spotted fever group. 

696924 Bacteria_16S 3846375 3846418 1 
rhipicephali strain 3-7-6 16S ribosomal 
rhipicephali Bact 
Rickettsia; spotted fever group. 
696924 Bacteria_16S 3847865 3847908 1 
strain ATCC VR-61 
Bacteria; Proteob 
spotted fever group. 
696924 Bacteria_16S 
strain Mtul 16S r 


1623036 1623075 5 


Proteobacteria; 
1986875 1986918 1 


Firmicutes; 
2429059 2429098 4 


Firmicutes; 
2473090 2473133 1 
2574109 2574148 5 
ria; Proteobacteria; 


2863378 2863475 4 


3079128 3079167 4 


3082280 3082319 4 
teria; Proteobacteria; 


3588201 3588240 4 


3849355 3849398 1 
ibosomal RNA, partial 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
696924 Bacteria_16S 
strain 653 16S ribosomal RNA, partial s 
Firmicutes; Clostridia; Clostridiales; 
696924 Bacteria_16S 210564 210618 4 
beijerinckii stra 
beijerinckii Bacteria; 
696924 Bacteria_16S 
strain OS Hl 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 
696924 Bacteria_16S 1341366 1341420 4 
hafniense strain 
DCB-2 Bacteria; Firmicutes; Clostridia; 
696924 Bacteria_16S 1706893 1706947 4 
strain SH1 16S ribosomal RNA, partial s 
Firmicutes; Clostridia; Clostridiales; 
696924 Bacteria_16S 2249853 2249907 4 
fructosus strain 
fructosus Bacteria; 
696924 Bacteria_16S 


26405 26459 4 


Firmicutes; Clos 
850536 850633 4 


Firmicutes; Lactoba 
2251378 2251432 4 


ficulneus strain FS-1 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Lactobacillales; 


n Cb fel8 16S ribosomal RNA, 


bosomal RNA, partial sequence 


Clostridia; 


44 gi 


ain 5BAC4 16S ribosomal RNA, partial s 
Betaproteobacte 


44 gi 
complete 


Deltaproteobacter 


43 gi 


train AIP 412.00 16S ribosomal RNA, pa 
Clostridia; 


43 gi 


n DSM 3223 16S ribosomal RNA, partial 
Clostridia; 


44 gi 


Syntrophobacterale 


44 gi 


n ALA-3 16S ribosomal RNA, partial seq 
Deltaproteobacter 


97 gi 


43 gi 


n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; 


43 gi 


ain K-119 16S ribosomal RNA, partial s 
Deltaproteobact 


43 gi 


n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 


97 gi 


RNA, 


44 gi 


ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


44 gi 


RNA, 


44 gi 


1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Ricketts 


44 
sequence 


gi 


57 
equence 
Clostridiaceae; 

57 gi 


gi 


in McCoyA 67 16S ribosomal RNA, partia 
Clostrid 


tridia; 
97 
sequence 


gi 


Heliobacteriacea 


57 gi 


DCB-2 16S ribosomal RNA, partial seque 


Clostridiales; 
57 gi 
equence 
Clostridiaceae; 
57 gi 


DSM 20349 16S ribosomal RNA, partial s 
Fructo 


cillales; 


57 gi 


Fructobacillus. 


Clost 


Clostridi 


Desulfur 


partial se 
Clostridia 


complete s 
eria; Proteobacteria; Alphaproteobacte 


25762 


219878461 
equence 
ria; 

219878204 
sequence 
ia; 


’ 


219857641 
rt 
ridiales; 

219857438 
sequence 
ales; 

219857401 


2472404 24737 
Syntrop 


Ss; 
219857285 

uence 

das 


v 


219856882 


6S ribosomal RNA, partial sequence 2862729 28642 
ammaproteobacteria; Pseudomonadales; P 


se 
219846869 
en 
ellales; 
219846867 
equence 
eria; 


219846517 
nce 
ellales; 
219846461 
quence 
les; 
219846451 
quence 
eria; 


219846331 
equence 
ria; 


219846330 


iales; 


219846329 


3848728 38501 
kettsiacea 


265679046 


265678922 


iales; 
265678479 


849874 85135 
Heliore 


e; 
228721140 
nce 


219878403 


1706248 17077 
Clostridiu 


219857566 
equence 
bacillus. 
219857565 


Burkh 


Myxoco 


ial sequ 


Pept 


Desulf 


udomonad 
ce 30784 
D 


Desu 


35875 
D 


Pepto 


Rick 


Ricke 


38472 
Ric 


27159 
Clostridiu 


1 sequence 
Clo 


13406 
Peptococca 


ref 


ref 


ccal 


ref 


Veil 
ref 


Ococ 


ref 


ref 


ovib 


ref 


ref 


esul 


lfur 


ref 


esul 
ref 


cocc 
ref 


etts 
ref 
ttsi 
ref 
kett 
ref 
e; R 
ref 


m. 
ref 


stri 
ref 


stis 
ref 


ceae 
ref 


m. 
ref 


1622384 162383 


olderiales; Alca 


1986193 198770 


ence 


2428395 242981 
Desu 


2573428 25749 


57 3079982 Desul 


3081609 30831 


07 3589069 Desul 


3665143 36666 


3678896 36803 


3845748 38471 


38 3848677 Ricke 


209908 21141 


74 1342203 Desul 


2249193 22506 


NR_025600.1 


NR_025343.1 


es; Cystobac 
NR_025230.1 

214009 
lonellaceae; 
NR_025026.1 


caceae; 
NR_024989.1 


ae; Smithell 
NR_024916.1 
5 
e 


rionales; D 


NR_024701.1 


e; Pseudomo 
NR_026461.1 
f 
furellaceae; 
NR_026459.1 
3 
ellales; Des 
NR_026109.1 
£ 
furellaceae; 
NR_026053.1 
2 
aceae; Dehal 
NR_026042.1 
2 
iales; Ricke 
NR_025921.1 
8 
ales; Ricket 
NR_025920.1 
nd 
c 


Ssiaceae; Ri 


NR_025919.1 


ickettsieae; 


NR_029354.1 


NR_029230.1 
0 
diaceae; Clo 
NR_028782.1 


NR_027603.1 

£ 
; Desulfitob 
NR_025542.1 


NR_025154.1 
6 


ref 


n 


Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Cystobacter 
9 Cystobacter 
terineae; 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Desulfotomaculum 
8 Desulfotomaculum 
lfotomaculum. 
Smithella propionica 


74 Smithella propionica Bacteria; 
hace 


a. 

Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
acea 


as. 

Desulfurella 

urella multipotens 
Desulfurella. 
Desulfurella 

4 Desulfurella 

ulfurellaceae; 


Desulfurella 

urella acetivorans 
Desulfurella. 
Dehalobacter 

8 Dehalobacter 

obacter. 

Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Clostridium roseum 


Clostridium roseum Bacteria; 


Clostridium 
Clostridium 
stridium. 

Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Clostridium diolis 


30 Clostridium diolis Bacteria; 


Fructobacillus 
7 Fructobacillus 


NR_025153.1 


Fructobacillus 


2250718 2252192 Fructobacillus ficulneus 


696924 Bacteria_16S 
olearium strain S 
Firmicu 
696924 Bacteria_16S 
cylindrosporum st 
cylindrosporum Ba 
696924 Bacteria_16S 
orientis strain D 
Firmicu 
696924 Bacteria_16S 


Bacteria; 


Bacteria; 


strain BL 70/20 1 
Firmicutes; 


Soehngenia. 


696924 Bacteria_16S 
marinisedimentoru 
marinisedimentoru 
696924 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; 
Bacteria; 


selenitireducens 
selenitireducens 


696924 Bacteria_16S 
psychrophila stra 
Proteob 
696924 Bacteria_16S 
thermotolerans strain CM3 16S ribosomal RNA, partial se 


Bacteria; 


thermotolerans Ba 
Pseudomonas. 


696924 Bacteria_16S 


strain R-4079 16S 


strain R-4069 16S 
Proteobacteria; 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


696924 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


696924 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


696924 Bacteria_16S 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


696924 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


696924 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


Clost 
696924 Bacteria_16S 
chlororespirans s 
chlororespirans B 
696924 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bact 
696924 Bacteria_16S 
saccharolytica st 
saccharolytica Ba 


G 
696924 Bacteria_16S 
alkaliphilum stra 
Proteob 
696924 Bacteria_16S 


G 
696924 Bacteria_16S 


2504593 2504647 4 57 gi 
Rl 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
3033811 3033865 4 57 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3154439 3154493 4 57 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3592825 3592879 4 57 gi 


en 
oc 


ridia; Clostridiales; Clostridiaceae; Cl 
3685488 3685542 4 57 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3763258 3763312 5 58 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
4072208 4072262 4 57 gi 


se 
ri 


al 
ia 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
841622 841719 4 97 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
959482 959579 4 97 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
1088785 1088882 4 97 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1144785 1144882 4 97 gi 


se 


nc 
LY 
1 
11 


en 
na 


qu 


cteria; Proteobacteria; Gammaproteobacte 


1227888 1227985 4 97 
ribosomal RNA, partial sequence 


gi 


se 
1229424 1229521 4 97 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1268652 1268749 4 97 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


gi 
se 


eq 
te 


1691504 1691601 4 97 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1 
ri 


1787292 1787389 4 97 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


eq 
ia 
2127202 2127299 4 97 gi 


rain ALEN 1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


s 
te 


2171029 2171126 4 97 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2172580 2172677 4 97 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


se 


se 


219857379 


sp 
219846900 
eq 
id 
219846819 


219846513 
6S ribosomal RNA, partial sequence 3592199 35936 
219846447 


219846390 


219846171 


770475 77198 


265678485 


265678405 


265678317 


253680760 


219878281 
1227244 12287 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


696924 Bacteria_16S 219878280 


1228770 12302 


219846421 


219878413 


219878344 


219857650 


219857621 


219857620 


25039 
iraceae; 


uence 


iales; C 


ce 31537 
caceae; 
ostridiu 


quence 
diales; 


sequenc 
les; Lac 


udomonad 


e 84098 
illales; 


sequence 
aceae; B 


ce 10881 
dales; P 


ence 


ria; Pse 


udomonad 


udomonad 


uence 


ria; Des 


sequence 
a; Pseud 


uence 
Chroma 


’ 


equence 
ria; Chr 


21703 
udomonad 


21719 
udomonad 


ref |NR_024967.1 
25 2505435 Sporo 
Sporobacterium. 
ref|NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref|NR_026105.1 


m. 
NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025761.1 


aceae; Cellvibri 
ref |NR_028788.1 
1 842417 Marino 
Mar 
ref |NR_028707.1 
958824 960272 
acillus. 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028008.1 
144133 114556 
udomonadales; Ps 


R 


ref |NR_025420.1 


acea 
ref 


e; Cellvibri 
NR_025419.1 


aceae; Cellvibri 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 
ref|NR_025552.1 

1690867 169233 
omonadales; Pseu 


ref |NR_025483.1 
1786631 178798 
tiales; Ectothio 


ref |NR_025239.1 
2126557 212798 
omatiales; Ectot 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 


696924 Bacteria_16S 


2303087 2303184 4 97 gi 


219857528 


b 


inospirillum. 


Sporobacterium 
acterium olearium 


Clostridium 
4 Clostridium 
lostridium. 

Desulfosporosinus 
osporosinus orientis 
Ss. 

Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 

Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Soehngenia 


rain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 

cteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
515553 515626 28 97 gi|265678708|ref|NR_029013.1| Reinekea 

m strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 

m Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 
771155 771252 4 O7 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Marinospirillum 
spirillum alkaliphilum 


Bacillus 
Bacillus 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Pseudomonas 

1 Pseudomonas 

eudomonadaceae; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


O°. 

Desulfuromonas 

5 Desulfuromonas 
Desulfuromonadaceae; 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 


ref|NR_025116.1 


Marinobacter 


lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


696924 Bacteria_ 


versutus strain AL2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; 
696924 Bacteria_ 
strain ATCC 4973 
Proteobacteria; 

696924 Bacteria_ 


strain ATCC 49968 
Proteob 


Bacteria; 
696924 Bacteria_ 
minutulum strain 


minutulum Bacteri 


696924 Bacteria_ 


jannaschii strain 
jannaschii Bacter 


Marinobacterium. 


696924 Bacteria_16S 


strain ATCC 33048 
Bacteria; 


strain DSM 8720 1 
Firmicutes; 


nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Ch 
Thioalkalivibrio. 

696924 Bacteria_16S 15643 15683 4 44 gi| 265679053 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequenc 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospir 
696924 Bacteria_16S 31036 31076 4 44 gi| 265679043 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

696924 Bacteria_16S 34081 34121 4 44 gi| 265679041 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterine 
696924 Bacteria_16S 52187 52227 4 44 gi| 265679029 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
696924 Bacteria_16S 53790 53830 4 44 gi| 265679028 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales 
696924 Bacteria_16S 80680 80720 4 44 gi| 265679010 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

696924 Bacteria_16S 97489 97589 1 97 gi| 265678998 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desu 
Desulfocapsa. 

696924 Bacteria_16S 98997 99097 1 97 gi| 265678997 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
696924 Bacteria_16S 100538 100578 4 44 gi| 265678996 
strain SL-4 16S ribosomal RNA, complete sequence 99832 10139 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

696924 Bacteria_16S 185909 185949 4 44 gi| 265678939 


strain 113-1 16S 
Firmicutes; Erysi 


696924 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


696924 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


696924 Bacteria_16S 


Proteob 


G 


Firmicu 
696924 Bacteria_16S 


Bacil 
696924 Bacteria_16S 
sabaudiense strai 
sabaudiense Bacte 
696924 Bacteria_16S 
alleghenense stra 
alleghenense Bact 
696924 Bacteria_16S 


16S 2471589 2471686 4 97 gi 


16S 2528890 2528987 4 97 gi 


16S 2858775 2858872 4 97 gi 


16S ribosomal RNA, partial sequence 


16S 2927677 2927774 4 97 gi 
ATCC 19193 16S ribosomal RNA, partial 


16S 2933681 2933778 4 97 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


3411137 3411234 4 97 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; 
3540953 3541050 4 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

4140547 4140584 4 41 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4160751 4160788 4 41 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; 
4206256 4206353 4 97 


97 gi 


gi 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
198038 198078 4 44 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
201254 201294 4 44 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; 
257896 257936 4 


Clostridiales Fa 
44 gi 


16S ribosomal RNA, partial sequence 2528225 25296 
ammaproteobacteria; Pseudomonadales; P 


acteria; Gammaproteobacteria; Pseudomo 


a; Proteobacteria; Gammaproteobacteria 


Clostridiales; Veillo 


complete sequence 3540266 35417 


Entomop 


185230 18674 


200572 20203 


219857402 
24709 
ales; Ecto 
219857358 


se 
219856885 
28581 
nadales; P 
219856838 
sequence 

; Oceanosp 
219856834 
sequence 

a; 


219846637 
34104 
nellaceae; 
219846549 


219846120 
equence 
asmatales; 

219846107 
equence 
lasmatales 

219846071 


elotrichac 
265678931 
uence 

diales; Cl 
265678929 


mily XI. I 


udomonad 


Alteromonad 


ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024946.1 


aceae; Pseudomon 
ref |NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref|NR_024653.1 

2933018 293448 
ales; Altero 


ref|NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref|NR_026141.1 


ref|NR_025710.1 
4139871 414138 
Spiroplasmatace 
ref|NR_025697.1 
160075 416159 

; Spiroplasmatac 
ref|NR_025661.1 
4205616 420703 
romatiales; Ecto 


rs 


ref|NR_029361.1 
e 15032 16427 
a. 


ref |NR_029351.1 


ref |NR_029349.1 
34786 Atopob 
ae; Coriobacteri 
ref |NR_029337.1 
Enterococcus 


ref |NR_029336.1 

53088 54587 
; Peptococcaceae 
ref|NR_029318.1 


ref|NR_029306.1 

96815 98277 
lfobacterales; D 
NR_029305.1 
99781 Desulf 
ulfobulbacea 
ref |NR_029304.1 
0 Halobacillus 
ref |NR_029247.1 
eae. 
ref |NR_029239.1 

197405 198934 
ostridiaceae; Cl 
ref |NR_029237.1 


ncertae Sedis; H 


265678890 


Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 

Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Marinospirillum 

7 Marinospirillum 

ospirillum. 
Marinobacterium 

0 Marinobacterium 

monadaceae; 


Dialister pneumosintes 
ter pneumosintes 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Thioalkalivibrio 

5 Thioalkalivibrio 

thiorhodospiraceae; 


Leptospira interrogans 
Leptospira interrogans 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Enterococcus asini 


asini Bacteria; 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Listeria innocua 


, 


Listeria innocua Bacteria; 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Halobacillus litoralis 


litoralis Bacteria; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Clostridium 
Clostridium 
ostridium. 
Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 


ref|NR_029198.1 


Moorella glycerini 


strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 


Firmicutes; Clost 


ridia; Thermoanaerobacterales; 


Thermoanaerobacteraceae; Moorella group; Moorella. 


696924 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


696924 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


696924 Bacteria_16S 


delbrueckii subsp 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


indicus Bacteria; 


Firmicutes; 


332342 332382 4 44 gi| 265678839 |ref|NR_029144.1| Moorella 
a strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
a Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
oorella. 

375794 375834 4 44 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

380421 380461 4 44 gi|265678801|ref|NR_029106.1| Lactobacillus 
» indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 


Lactobacillales; Lactobacillaceae; 


696924 Bacteria_16S 395732 395772 4 44 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

696924 Bacteria_16S 412820 412860 4 44 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 414424 414464 4 44 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 423575 423615 4 44 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 432889 432929 4 44 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

696924 Bacteria_16S 474276 474316 4 44 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

696924 Bacteria_16S 484893 484933 4 44 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

696924 Bacteria_16S 514064 514104 4 44 gi|265678709|ref|NR_029014.1| Lactobacillus rossiae 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 550797 550837 4 44 gi|265678685|ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 582545 582585 4 44 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

696924 Bacteria_16S 611222 611262 4 44 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 703635 703675 4 44 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 


strain ThSch 12 1 
Proteobacteria; G 


Bacteria; Proteob 


silvestris strain 
silvestris Bacter 


696924 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


696924 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


696924 Bacteria_16S 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
696924 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


moraviensis strai 
Bacteria; Firmicu 


696924 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


696924 Bacteria_16S 


6S ribosomal RNA, partial sequence 702960 70436 
ammaproteobacteria; Chromatiales; Chro 
696924 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
696924 Bacteria_16S 
HR3-23 16S ribosomal RNA, partial seq 
Planococca 


728039 728079 4 44 gi 


730981 731021 4 44 gi 
Firmicutes; Bacillales; 
737056 737108 4 55 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


808117 808157 4 


ia; 
gi 


44 gi 


KR3 16S ribosomal RNA, partial sequenc 
Lactobacillaceae 


tes; Lactobacillales; 


812716 812756 4 44 gi 


832580 832620 4 44 gi 


n 330 16S ribosomal RNA, partial seque 


tes; Lactobacillales; Enterococcaceae; 
897557 897597 4 44 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
962576 962616 4 


44 gi 


736380 73789 
Entomoplasmataceae; 


896853 89837 
Enterococ 


matiaceae; 
265678563 
72737 
ales; Ecto 
265678561 
uence 
ceae; Soli 
265678556 


E 
265678507 
e 80741 
; Lactobac 
265678504 
nce 81203 
ales; Ecto 
265678491 
nce 83188 
Enterococ 
265678446 


cus. 
265678403 


5 Lamprocystis 
Lamprocystis. 


purpurea Bacteria; 


ref|NR_028867.1| Thiorhodospira 
0 728734 Thiorhodospira sibirica 
thiorhodospiraceae; Thiorhodospira. 
ref|NR_028865.1| Solibacillus 

730321 731827 Solibacillus 
bacillus. 
ref|NR_028860.1| Entomoplasma lucivorax 
7 Entomoplasma lucivorax Bacteria; 
ntomoplasma. 
ref |NR_028810.1| Lactobacillus 
2 808917 Lactobacillus ingluviei 
illus. 
ref|NR_028807.1| Thioalkalivibrio 
5 813508 Thioalkalivibrio jannaschii 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_028794.1] Enterococcus 
6 833394 Enterococcus moraviensis 
cus. 
ref|NR_028748.1| Enterococcus avium 


6 Enterococcus avium Bacteria; 


pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 


ref|NR_028705.1] Enterococcus 
961894 963406 Enterococcus 


696924 Bacteria 1 


strain WSU 86/104 


6S 973324 973360 8 
4 16S ribosomal RNA, 


44 gi 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


696924 Bacteria 1 


strain B1333 16S 
Firmicutes; 


Bacillales; 


strain Kx146A4 16 
Firmicutes; 


smaragdinae DSM 1 
11293 Bacteria; 


azorense Az-Ful s 


azorense Az-Ful B 
696924 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 
696924 Bacteria_16S 1304706 1304746 4 44 gi|219846460 


owensensis OL 16S 
Bacteria; 
Sedis; 


kristjanssonii 17 


kristjanssonii 17 
Family III. 


cellulovorans 743 


696924 Bacteria_16S 
aurantiaca strain 
Gemmat i: 
696924 Bacteria_16S 


Bacteria; 


antarcticus strai 
Bacteria; Firmicu 


696924 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


696924 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


696924 Bacteria_16S 
vincentii ATCC 49256 16S ribosomal RNA, 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


696924 Bacteria_16S 
51271 16S ribosomal RNA, 


Firmicutes; Clost 


696924 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


696924 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


696924 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


696924 Bacteria_16S 


Lacto 
696924 Bacteria_1 
ryukyuensis strai 
ryukyuensis Bacte 
696924 Bacteria_1 
1139 16S ribosoma 
Bacil 
696924 Bacteria _1 


Lacto 
696924 Bacteria 1 
DSM 1552 16S ribo 
Firmicutes; Erysi 
696924 Bacteria _1 


s 
696924 Bacteria_16S 


Cc 
696924 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


Firmicu 
Caldicellu 
696924 Bacteria_16S 


Incer 
696924 Bacteria_16S 
cellulovorans str 


6S 996394 996434 4 44 
ribosomal RNA, complete sequence 


gi 


S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
6S 1165964 1166004 4 44 gi 


6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1301596 1301636 4 44 


Cori 
gi 


ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1324614 1324654 4 44 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1356633 1356673 4 44 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1398724 1398764 4 44 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1435250 1435290 4 44 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1441466 1441506 4 44 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1477673 1477713 4 44 gi 


Thermoanaerobacterale 


Lactobac 
gi 


bacillales; Lactobacillaceae; 
1482336 1482436 1 97 
vincentii ATCC 49256 Bacteria; Fusobac 
1498921 1498961 4 
complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1510951 1510991 4 44 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1513820 1513860 4 44 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1525957 1525997 4 44 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1583291 1583331 4 44 gi 


44 gi 


complete sequence 


995703 99724 


1122944 11244 


somal RNA, partial sequence 1165300 1166687 Clost 


complete sequence 1289055 12904 


1304017 13055 


6S ribosomal RNA, partial sequence 1476987 14785 


1498269 1499735 Caton 


1513128 15146 


265678395 
97261 


265678380 


illus. 
228720470 


obacterine 


219846639 


s; Thermoa 


219878140 
sequence 
Thermoana 


228720131 
quence 
ostridiale 
228715357 
nce 13980 
nadaceae; 
224581431 
ence 14345 
nibacillus 
224581427 
ence 14407 
llus. 
219878440 


illus. 

219878151 
partial 
teria; Fus 
219846656 


Cc 
219846273 
e sequence 
occaceae; 

219878119 


219857499 
15252 
; Lactobac 


atonella. 


ref|NR_028697.1| Waddlia chondrophila 
7 974173 Waddlia chondrophila Bacteria; 
ref|NR_028682.1| Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


bacillales; Carnobacteriaceae; Granulicatella. 

6S 1055732 1055772 4 44 gi|265678340|ref|NR_028642.1| Paraliobacillus 

n 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 

ria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

6S 1087222 1087262 4 44 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 

laceae; Bacillus. 

6S 1123655 1123695 4 44 gi|224581425|ref|NR_027206.1| Lactobacillus antri 


63 Lactobacillus antri Bacteria; 


ref 
ridi 


NR_027592.1| Clostridium spiroforme 
um spiroforme DSM 1552 Bacteria; 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

6S 1168929 1168969 4 44 gi| 228719827 |ref|NR_027585.1| Spirochaeta 

1293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
pirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

1241598 1241638 4 44 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
train Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
acteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

1289633 1289661 16 44 gi|219846501|ref|NR_026093.1| Atopobium parvulum 


02 Atopobium parvulum Bacteria; 

ae; Coriobacteriaceae; Atopobium. 
ref|NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Clostridium 

9 Clostridium 

e; Clostridium. 
Gemmatimonas 

imonas aurantiaca T-27 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027213.1 
76 1436085 Paenib 
ref |NR_027209.1 
88 1442278 Filoba 


Paenibacillus 
acillus antarcticus 


Filobacillus 
cillus milosensis 


ref|NR_025579.1 
22 Lactobacillus 


Lactobacillus spicheri 
spicheri Bacteria; 


ref|NR_025290.1| Fusobacterium 
sequence 1481703 1483108 Fusobacterium 
obacteriales; Fusobacteriaceae; 
ref|NR_026248.1| Catonella morbi ATCC 
ella morbi ATCC 51271 Bacteria; 
ref|NR_025863.1| Abiotrophia defectiva 
1510256 1511666 Abiotrophia defectiva 
Abiotrophia. 
ref|NR_025258.1| Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


219878489 


ref|NR_025087.1| Lactobacillus jensenii 
89 1526784 Lactobacillus jensenii 

illus. 

ref|NR_025628.1| Viridibacillus arenosi 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 


Firmicutes; Bacil 


lales; Planococcaceae; Viridibacillus. 


696924 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


696924 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


696924 Bacteria_16S 


karajensis strain MA-2 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobaci 
696924 Bacteria_16S 1752573 1752613 4 44 gi 


strain LMG 18422 


1584846 1584886 4 44 


gi 


Viridibacillus. 
44 gi 


lales; Planococcaceae; 


1587962 1588002 4 
bacillales; Enterococ 
44 gi 


Enterococcaceae; 
1702397 1702437 4 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


219878486 


16S ribosomal RNA, partial sequence 1587284 15887 


cus. 
219878406 
nce 17017 
llus. 

219878372 


16S ribosomal RNA, partial sequence 1751903 17534 


ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


Halobacillus 
cillus karajensis 


ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 1802460 1802500 4 44 gi|219878334|ref|NR_025473.1| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 1823996 1824036 4 44 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

696924 Bacteria_16S 1837635 1837675 4 44 gi|219878310|ref|NR_025449.1| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 1839198 1839238 4 44 gi| 219878309 |ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 1843865 1843905 4 44 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

696924 Bacteria_16S 1857338 1857378 4 44 gi| 219878296 |ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

696924 Bacteria_16S 1891183 1891223 4 44 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 
strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 1892704 1892744 4 44 gi|219878269|ref|NR_025408.1]| Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 1903301 1903341 4 44 gi|219878261|ref|NR_025400.1| Facklamia miroungae 
CIP 106764 16S ribosomal RNA, partial sequence 1902626 1904030 Facklamia miroungae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

696924 Bacteria_16S 1944112 1944152 4 44 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 1960845 1960885 4 44 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

696924 Bacteria_16S 1974321 1974361 4 44 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

696924 Bacteria_16S 2040037 2040077 4 44 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

696924 Bacteria_16S 2047862 2047902 4 44 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

696924 Bacteria_16S 2061693 2061733 4 44 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
696924 Bacteria_16S 2083159 2083199 4 44 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 2095269 2095309 4 44 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 2119620 2119660 4 44 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
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16S 2389512 2389552 4 44 gi| 219857467 |ref|NR_025055.1| Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


ref|NR_025045.1 
86 Lactobacillus 


Lactobacillus kimchii 
kimchii Bacteria; 


ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

696924 Bacteria_16S 2448846 2448886 4 44 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

696924 Bacteria_16S 2465479 2465519 4 44 gi|219857406|ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 2474471 2474511 4 44 gi|219857400|ref|NR_024988.1| Mycoplasma 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 2473825 2475268 Mycoplasma 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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GCCGTCGAAGGTGGGACAAATGATTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGA 
ACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGACGAGGAGCTTGCTCCTCTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGATAACCTACCTA 
TAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAACATGTTGAACCGCATGGTTCAACAGTGAAAGACGGTCTTGCTGTCACTTATAGATGGATCC 
GCGCCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACT 
CCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATTAG 
GGAAGAACAAATGTGTAAGTAACTATGCACGTCTTGACGGTACCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCG 
TTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAAAACTTGA 
GTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAT 
GTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTA 
ACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGAAGAACCTTACCAAATCTTGACATCCTCTGACCCCTCTAGAGATAGAGTTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGTAGCGAAACCGCGAGGTCAAGCAAATCC 
CATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGT 
CTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTTGGAGCTAGCCGTCGAAGGTGGGACAAATGATTGGGGTNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGA 
GCGAACAGATGAGGAGCTTGCTCCTCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGAATAACTCCGGGAAACCGGGGCTA 
ATGCCGGATAATATGCAGAACCGCATGGTTCTGCAATGAAAGACGGTTTTGCTGTCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCT 
TACCAAGGCAACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCA 
ATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATTAGGGAAGAACAAGTGCGTAGGTAACTATGCGCACC 
TTGACGGTACCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTA 
GGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAG 
CGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGCAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCC 
GCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTTT 
GACCGCTCTAGAGATAGAGTCTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTAAGCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGATTTGGGCTACACACGTGCTACAATGGACAGTACAAAGGGCAGCGAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTG 
CAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTT 
TGTAACACCCGAAGCCGGTGGAGTAACCTTTTAGGAGCTAGCCGTCGAAGGTGGGACAGATGATTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAGGACTGGTGCTTGCACCGGTCCAAG 
GAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTCATAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATGACAATGGAGGACCCATGTCTTT 
CATTTGAAAGGTGCAACTGCATCACTATGAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAG 
GGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTG 
AGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAATGATGGTGGGAGTGGAAAATCCACCATGTGACGGTAACTAACCAGAAAGGGACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTTTAAGTCTGAAGTTAAAGGCAGT 
GGCTCAACCACTGTACGCTTTGGAAACTGGAGAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCG 
GTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGC 
TAGGTGTTAGGCCCTTTCCGGGGCTTAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCCTGACCGGTCTAGAGATAGACTTTCCCTTCGGGG 
CAGGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTAAGTT 
GGGCACTCTAGCAAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGG 
TACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTTAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAAT 
CGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTATTAGG 
AGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCT 
CAGGACGAACGCTGGCGGCGTGCCTAACGCATGCAAGTCGAGCGGAGATGGTAGCTGAAGGTGATGAGCTGGAAGCTATCATCTTAGCGGCGGACGGGTGAGTAA 
CACGTGAGCAACCTACCCTCAGCACGGGGATAACAGCTCGAAAGGGCTGCTAATACCCGATGGGACCACGGCATCGCATGGTGCTGTGGTGAAAGGGTAGCCGNA 
GAGGCTATNCCGGCTGGGGATGGGCTCGCGGCCCATCAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCA 
CAGTGGGACTGAGACACGGCCCACACTCCTACGGGAGGCAGCAGCGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACNCCGCGTGAGGGAAGAAGCC 
CTTCGGGGTGTAAACCTCTTTGGACGGGGAGAAGTGGAAGATAGTACCCGTTTAAAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCG 
AGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCCTGGTAAGTTGAGCGTGAAATTTTTGGGCTCAACCCAAAAGGAGCGCTCAAGACTGCCGGGC 
TTGAGTGCGGGAGAGGACGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCGTCTGGACCGTAACTGACGC 
TGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTGGGGGAGAAGAACTCTTCCGTGCCGTAG 
TTAACACAATAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAGGGCTTGACATGCCGGGAACCCTGCCGAAAGGCGGGGGTGCCTGCTTGTTAAGAGCAGGAGCCCGGACACAGGTGGTGCATGGTT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGTTTTAGCCGGGCACTCTAAGGGGACTGCCGC 
CGATGAGGCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCCCTGGGCTACACACGTGCTACAATGGGTGCTACAGAGGGCGGCGAAGGCGCGA 
GCCGGAGCGAATCCCAAAAAAGCACCCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCAGCAACACCTGAAGACACAGGATATCTGTGTTGAAGGTGGGGCTGATGATTGGGGTGA 
AGTCGTAACAAGGTAGCCGTACGGGAACGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCGTGCTTAACACATGCAA 
GTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGGATATGACCANGGAATGCATGTTCTGTGGTGGAAAGATTTATCGGTACAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCG 
ACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAA 
GCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCC 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTCTGTCGCGTCTTCTGTGAAAACTT 
GGGGCTCAACCTTAAGCTTGCAGGGGATACGGGCAGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGG 
TACTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTG 
TGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAA 
TGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
CCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCT 
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amylolytica strai 
amylolytica Bacte 
Succinimonas. 
696924 Bacteria_16S 
strain M663-98-1 


ria; 


lales; 


eria; 


teria; 


2732060 2732100 4 


2755661 2755701 4 


Clostridia; 
2817474 2817514 4 


2877486 2877526 4 


Firmicutes; Bacillales; 
2880616 2880656 4 


Bacillaceae; 
3009616 3009656 4 


Firmicutes; 
3024708 3024748 4 


Firmicutes; 
3030750 3030790 4 
3036861 3036901 4 


Firmicutes; 
3038415 3038455 4 


Enterococcaceae; 
3047573 3047613 4 


Firmicutes; 
3049115 3049155 4 


Lactobacillales; Aerococcaceae; 


3058253 3058293 4 
Proteobacteria; 


3067248 3067288 4 


DSM4771 16S ribosomal RNA, partial se 
S ribosomal RNA, partial sequence 
Bacillus. 


TV1018 16S ribosomal RNA, partial seq 
Lactobacillales; 


1789-79 16S ribosomal RNA, partial se 
Lactobacillales; 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


in DSM 1292 16S ribosomal RNA, partial 
Clostridia; 


ribosomal RNA, partial sequence 
bacillales; 


ain GF112B 16S ribosomal RNA, partial 
Lactobacillales; Ae 


16S ribosomal RNA, partial sequence 


n DSM 2873 16S ribosomal RNA, partial 
Gammaproteobacter 


2879945 28814 


44 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
sequence 2731401 2732858 Marinilactibacillus 
Carnobacteriaceae; Marinilactibacillus. 
44 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
nce 2754990 2756495 Thermanaeromonas toyohensis 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
44 gi|219856912|ref|NR_024733.1| Coprobacillus 
1 sequence 2816799 2818283 Coprobacillus 
sipelotrichales; Erysipelotrichaceae; 
44 gi|219856873|ref|NR_024692.1| Salimicrobium 
quence 2876799 2878315 Salimicrobium 
Bacillaceae; Salimicrobium. 
44 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


44 gi|219846917|ref|NR_026509.1| Lactobacillus 
uence 3008942 3010362 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
44 gi|219846907|ref|NR_026499.1| Enterococcus 
quence 3024035 3025459 Enterococcus 
Enterococcaceae; Enterococcus. 
44 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
3030089 3031577 Clostridium cocleatum Bacteria; 
elotrichaceae. 
44 gi|219846898|ref|NR_026490.1| Clostridium 
sequence 3036217 3037686 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
44 gi|219846897|ref|NR_026489.1| Vagococcus fluvialis 
3037737 3039205 Vagococcus fluvialis Bacteria; 
Vagococcus. 
44 gi|219846890|ref|NR_026482.1| Facklamia 
sequence 3046902 3048403 Facklamia 
rococcaceae; Facklamia. 
44 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
3048454 3049838 Eremococcus coleocola 
Eremococcus. 
44 gi|219846883|ref|NR_026475.1| Succinimonas 
sequence 3057592 3059053 Succinimonas 
ia; Aeromonadales; Succinivibrionaceae; 
44 gi|219846877|ref|NR_026469.1| Gemella palaticanis 


16S ribosomal RNA, partial sequence 3066573 30679 


47 Gemella palaticanis Bacteria; 


Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

696924 Bacteria_16S 3070183 3070223 4 44 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

696924 Bacteria_16S 3089808 3089848 4 44 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

696924 Bacteria_16S 3091244 3091284 4 44 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

696924 Bacteria_16S 3100275 3100315 4 44 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Lactobacillales; Aerococcaceae; Facklamia. 

696924 Bacteria_16S 3110660 3110699 4 43 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 

696924 Bacteria_16S 3136225 3136325 1 97 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

696924 Bacteria_16S 3140723 3140763 4 44 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

696924 Bacteria_16S 3142282 3142322 4 44 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

696924 Bacteria_16S 3156027 3156067 4 44 gi|219846818|ref|NR_026410.1| Desulfotomaculum 


kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 


kuznetsovii DSM 6115 


Bacteria; Firmicutes; 


Clostridia; 


Clostridia 


3155325 3156901 Desulfotomaculum 
les; Peptococcaceae; Desulfotomaculum. 


696924 Bacteria_16S 
strain ATCC 70062 
Firmicutes; 
696924 Bacteria_16S 


Firmicutes; 
696924 Bacteria_16S 


Bacillales; 
696924 Bacteria_16S 


aeronauticum Bacteria; 


696924 Bacteria_16S 
strain DSM 6035 1 
Firmicutes; 
696924 Bacteria_16S 
strain DSM 4864 1 
Firmicutes; 
696924 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
696924 Bacteria_16S 
strain DSM 20748 
Firmicutes; 
696924 Bacteria_16S 


3180253 3180293 4 44 gi| 219846801 |ref|NR_026393.1 
8 16S ribosomal RNA, partial sequence 31795 
Lactobacillales; Aerococcaceae; Facklamia. 
3241003 3241043 4 44 gi|219846760|ref|NR_026352.1 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 32418 
Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 
3245655 3245695 4 44 gi| 219846757 |ref|NR_026349.1 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 32464 
Listeriaceae; Listeria. 
3247101 3247141 4 44 gi|219846756|ref|NR_026348.1 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 324794 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Des 
3304735 3304775 4 44 gi|219846718|ref|NR_026310.1 
6S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
3306275 3306315 4 44 gi|219846717|ref|NR_026309.1 


proteoclasticus strain DSM 12679 16S ribosomal RNA, partial seque 
proteoclasticus Bacteria; 


696924 Bacteria_16S 
pseudalcaliphilus 
pseudalcaliphilus 
696924 Bacteria_16S 
strain DSM 8723 1 
Firmicutes; 
696924 Bacteria_16S 
strain DSM 8722 1 
Firmicutes; 
696924 Bacteria_16S 


strain DSM 8715 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
696924 Bacteria_16S 


strain IndiB4 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
696924 Bacteria_16S 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 


696924 Bacteria_16S 


Lactobacillales; 


Bacillales; 


Bacteria; 


Bacillales; 


Bacillales; 


3361063 3361103 4 


Firmicutes; Bacillales; 
3362630 3362670 4 


Bacillaceae; 
3365673 3365713 4 


Firmicutes; 
3534687 3534727 4 


Firmicutes; 
3536254 3536294 4 


Bacillaceae; 
3537812 3537852 4 


Bacillaceae; 
3544064 3544104 4 


Bacillaceae; 
3551750 3551790 4 


Clostridiales; 
3600557 3600597 4 


3687012 3687064 4 


6S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillaceae; 


44 


DSM 20408 16S ribosomal RNA, partial 
Bacillaceae; 


44 


16S ribosomal RNA, partial sequence 3361953 33634 
Salimicrobium. 


44 


Clostridia; 


44 


DSM 8725 16S ribosomal RNA, partial sequence 
Bacillales; 


44 


6S ribosomal RNA, partial sequence 
Bacillus. 


44 


6S ribosomal RNA, partial sequence 
Bacillus. 


44 


complete sequence 3543393 35448 
Bacillus. 


44 


Clostridiaceae; 


44 


55 


strain GIH 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


696924 Bacteria_16S 


3688529 3688581 4 


55 


strain VIS 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


696924 Bacteria_16S 


3700541 3700577 8 


44 


strain D6-1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


696924 Bacteria_16S 


thermocisternum strain ST90 16S ribosomal RNA, partial 
thermocisternum Bacteria; 


696924 Bacteria_16S 
gabonensis strain 


Desulfovibrio. 
696924 Bacteria_16S 


3764690 3764730 4 


Firmicutes; 
3767617 3767713 5 


3775110 3775162 4 


44 


Clostridia; 


97 


SEBR 2840 16S ribosomal RNA, partial 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; 


55 


Lactobacillus. 


Clostridiales; 


Clostridiales; 


219846676 
sequence 
Marinoc 
219846675 


gi 


gi 


gi|219846673 


gi| 219846553 
Bacillaceae; 

gi|219846552 
3535585 35370 


gi|219846551 
3537139 35386 


gi|219846547 


gi|]219846542 
3551089 35526 
Caloramato 


gi|219846506 


gi|219846446 
3686364 36878 


gi|219846445 
3687881 36893 


gi| 219846436 
3699882 37013 


219846388 
sequence 


gi 


219846386 
sequence 
Desulfo 


gi 


gi| 219846380 


putrefaciens stra 
putrefaciens Bact 


696924 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


696924 Bacteria_16S 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Rumin 


Clostridia; Clost 


696924 Bacteria_16S 


strain 4229 16S r 
Tenericutes; Moll 


in KS-1 16S ribosomal RNA, partial seque 


3811455 3811495 4 44 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriaceae; 
3834255 3834295 4 44 gi 


ridiales; Ruminococcaceae; Ruminococcus. 


eria; Tenericutes; Mollicutes; Mycoplasmataceae; 
219846355 


219846339 


nce 


38107 
Carnoba 


3859916 3859956 4 44 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846322 
3859256 3860694 Mycoplasma imitans Bacteria; 


06 Lactobacillus 


ref|NR_026268.1 

3360383 336190 
occus. 
ref |NR_026267.1 
41 Salimicrobium 


ref|NR_026265.1 
nce 336503 
Clostridiaceae; 


5355 


NR_026144.1 
88 Bacillus 


ref |NR_026143.1 
44 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref |NR_026134.1 
r. 


ref|NR_026098.1 


ref 


NR_026037.1 


ref |NR_026036.1 


ref |NR_026027.1 


ref|NR_025979.1 
3764125 376551 
Peptococcaceae; 
ref|NR_025977.1 
3766971 376838 
vibrionales; Des 


ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025929.1 
ococcus albus 7 


Facklamia hominis 


83 3181087 Facklamia hominis Bacteria; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Lactobacillus panis 
panis Bacteria; 
Lactobacillus oris 
oris Bacteria; 


Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Bacillus 
4 Bacillus 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Mycoplasma 
7 Mycoplasma 


Carnobacterium 
acterium funditum 


Ruminococcus albus 
Bacteria; Firmicutes; 


ref |NR_025912.1 


Mycoplasma imitans 


696924 Bacteria_16S 3861458 3861498 4 44 gi|219846321|ref|NR_025911.1 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 3872126 3872166 4 44 gi|219846314|ref|NR_025904.1 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 38729 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

696924 Bacteria_16S 3873713 3873753 4 44 gi| 219846313 |ref|NR_025903.1 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
696924 Bacteria_16S 3932063 3932103 4 44 gi|219846272|ref|NR_025862.1 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 393277 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella 
696924 Bacteria_16S 3956945 3956985 4 44 gi|219846254|ref|NR_025844.1 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrog 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 

696924 Bacteria_16S 4004261 4004301 4 44 gi|219846222|ref|NR_025812.1 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 400502 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

696924 Bacteria_16S 4079909 4079949 4 44 gi|219846166|ref|NR_025756.1 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 40807 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
696924 Bacteria_16S 4102458 4102498 4 44 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 4105456 4105496 4 44 gi| 219846149 |ref|NR_025739.1 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

696924 Bacteria_16S 4119066 4119118 4 55 gi|219846138|ref|NR_025728.1 
strain YJS 16S ribosomal RNA, partial sequence 4118405 41199 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
696924 Bacteria_16S 4131257 4131297 4 44 gi|219846126|ref|NR_025716.1 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

696924 Bacteria_16S 4132831 4132871 4 44 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

696924 Bacteria_16S 4138980 4139020 4 44 gi|219846121|ref|NR_025711.1 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 413982 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
696924 Bacteria_16S 4148374 4148414 4 44 gi|219846115|ref|NR_025705.1 
strain M55 16S ribosomal RNA, partial sequence 4147699 41492 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
696924 Bacteria_16S 4156054 4156094 4 44 gi|219846110|ref|NR_025700.1 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 41568 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
696924 Bacteria_16S 4157619 4157659 4 44 gi|219846109|ref|NR_025699.1 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 415845 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
696924 Bacteria_16S 4163785 4163833 8 55 gi|219846105|ref|NR_025695.1 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 41646 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
696924 Bacteria_16S 4171394 4171434 4 44 gi|219846099|ref|NR_025689.1 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 41722 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

696924 Bacteria_16S 4174466 4174514 8 55 gi| 219846097 |ref|NR_025687.1 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 417528 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmata 
696924 Bacteria_16S 4182142 4182242 1 97 gi|219846089|ref|NR_025679.1 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 418295 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacter 
696924 Bacteria_16S 4185118 4185170 4 55 gi|219846086|ref|NR_025676.1 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
696924 Bacteria_16S 4207754 4207794 4 44 gi|219846070|ref|NR_025660.1 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 420854 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales 
Sedis; Carboxydocella. 

696924 Bacteria_16S 4221566 4221606 4 44 gi|219846060|ref|NR_025650.1 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 
Bacillales; Bacillaceae; Anaerobacillus. 

696924 Bacteria_16S 4230577 4230617 4 44 gi|219846048|ref|NR_025638.1 


thermobenzoicum subsp. thermosyntrophicum 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Granulicatella 
8 Granulicatella 
Hydrogenobaculum 
enobaculum acidophilum 


Pontibacillus 
0 Pontibacillus 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Fusobacterium 

4 Fusobacterium 

ium. 
Entomoplasma luminosum 


luminosum Bacteria; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Bacillus macyae strain 
ria; Firmicutes; 


strain TPO 16S ribosomal RNA, partial sequence 


Desulfotomaculum 
4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 
696924 Bacteria_16S 


joergensenii strain B331 16S ribosomal RNA, partial sequence 
joergensenii Bacteria; 


Desulfospira. 
696924 Bacteria_16S 


vibrioformis strain B54 16S ribosomal RNA, 
vibrioformis Bacteria; 


Desulfobacter. 
696924 Bacteria_16S 


rhabdoformis strain M16 16S ribosomal RNA, partial sequence 28438 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


696924 Bacteria_16S 


Peptococcaceae; 


77765 77808 1 
Proteobacteria; 
283501 283544 1 
Proteobacteria; 


285045 285088 1 


287995 288026 4 


Desulfotomaculum. 


44 gi 


Deltaproteobacteria; 


44 gi 


complete sequence 
Deltaproteobacteria; 


44 gi 


35 gi 


strain ATCC 23391 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


696924 Bacteria_16S 
strain AIP 354.02 
Firmicutes; 
696924 Bacteria_16S 
postgatei strain 
Bacteria; 
696924 Bacteria_16S 


strain BARC318 16S ribosomal RNA, complete sequence 981620 98314 
Tenericutes; Mollicutes; 


696924 Bacteria_16S 
strain YIT 0455 1 
Firmicutes; 
696924 Bacteria_16S 
strain M 6 A9 16S 
Firmicutes; 
696924 Bacteria_16S 
wolinii strain DB 
Bacteria; 
Syntrophobacter. 
696924 Bacteria_16S 
strain ELCA-2 16S 


Tenericutes; Mollicutes; 


696924 Bacteria_16S 
strain PYAN-1 16S 


Tenericutes; Mollicutes; 


696924 Bacteria_16S 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


fumaroxidans MPOB 
Syntrophobacteraceae; 
696924 Bacteria_16S 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial 
phosphitoxidans Bacteria; 


Desulfotignum. 
696924 Bacteria_16S 


kestanbolensis strain K4 16S ribosomal RNA, partial sequence 
kestanbolensis Bacteria; 


696924 Bacteria_16S 


sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial seque 


sulfidifaciens Bacteria; Lactobacillales; Aerococcace 


696924 Bacteria_16S 
phenolica strain 
Bacteria; 
696924 Bacteria_16S 
strain Cm al3 16S 
Proteobacteria; 
696924 Bacteria_16S 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


lanuginosus Bacteria; 
Chondromyces. 
696924 Bacteria_16S 
apiculatus strain 


Chondromyces. 
696924 Bacteria_16S 


Lactobacillales; 


Lactobacillales; 


Bacteria; 


394241 394296 4 


778967 779010 1 


982300 982339 4 


1082676 1082715 4 


1091871 1091910 4 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


1126566 1126609 1 


1278974 1279009 8 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


1281921 1281960 4 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


1347588 1347631 1 
Syntrophobacter. 
1516832 1516875 1 
Proteobacteria; 
1562282 1562305 74 


Firmicutes; 
1854386 1854425 4 


Firmicutes; 
1975896 1975939 1 


1982119 1982162 1 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


1983704 1983747 1 
Proteobacteria; 


1985288 1985331 1 


2163317 2163356 5 


Entomoplasmatales; 


Proteobacteria; 


Bacillales; 


58 gi 


16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


44 gi 


2ac9 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


43 gi 


Entomoplasmataceae; 


43 gi 


6S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillaceae; 


43 gi 


10 


44 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


43 gi 


43 gi 


44 gi 


44 gi 


Deltaproteobacteria; 


97 gi 


43 gi 


44 gi 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


44 gi 


44 gi 


44 gi 


Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; 


44 gi 


Lactobacillus. 


Lactobacillus. 


Syntrophobacterale 


1278319 12798 


Entomoplasmataceae; Mesoplasma. 


1281261 12827 
Entomoplasmataceae; 


Bacillaceae; 


1981436 19829 
Sorangiineae; 


265679012 
Desul 
265678871 
Desul 
265678870 
265678868 

28734 
265678792 

39362 
Oribacter 
265678526 
77827 
265678389 
E 
265678321 
265678315 
91188 10926 
253680772 

11259 
219846093 


219846087 


E 
228720860 


219873435 
sequence 
De 


219846143 


219878298 


219878211 


19752 


219878207 


219878206 


219878205 


Anoxybacillus. 


Myxococcales; 


Myxococcales; 


ref|NR_029320.1 
77090 78536 
fobacterales; 


ref|NR_029177.1 
282818 284333 
fobacterales; 


ref|NR_029176.1 
4 285824 Desul 


ref |NR_029174.1 


ref |NR_029097.1 
ium. 
ref|NR_028830.1 
2 779794 Desul 


ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_028623.1 
61 Lactobacillus 


ref|NR_028617.1 
88 Lactobacillus 


ref|NR_028020.1 


Ss; 


ref|NR_025683.1 


ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_025194.1 
1516159 151759 
sulfobacterales; 


ref|NR_025733.1 
1561538 156291 


ref 
nce 


NR_025437.1 

185372 
ae; Globicatella 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025346.1 


Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
Sorangii 


ref |NR_025344.1 
1984609 198614 
Sorangiin 


219857626 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


Desulfovibrio. 


Desulfospira 
Desulfospira 


Desulfobacteraceae; 


Desulfobacter 
Desulfobacter 


Desulfobacteraceae; 


Desulfobulbus 


fobulbus rhabdoformis 
Desulfobulbaceae; 


Desulfobulbus. 
Mycoplasma felis 


1 288773 Mycoplasma felis Bacteria; 


Oribacterium sinus 


6 394999 Oribacterium sinus Bacteria; 


Desulfobacter 


fobacter postgatei 
Desulfobacteraceae; 


Desulfobacter. 
Entomoplasma freundtii 


freundtii Bacteria; 


Lactobacillus 
equi Bacteria; 


equi 


Lactobacillus algidus 
algidus Bacteria; 


Syntrophobacter 


86 1127376 Syntrophobacter wolinii 
Syntrophobacteraceae; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Anoxybacillus 
3 Anoxybacillus 


Globicatella 

6 1855215 Globicatella 
Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 

Chondromyces robustus 


73 Chondromyces robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


ref|NR_025215.1 
2162629 216416 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


696924 Bacteria_ 


strain MX9 16S ri 
Tenericutes; Moll 


696924 Bacteria_ 


strain 486 16S ri 
Tenericutes; Moll 


696924 Bacteria_ 


thiodismutans str 
thiodismutans Bac 


Desulfonatronum. 
696924 Bacteria_ 


strain CVL 16S ri 
D 


Proteobacteria; 
696924 Bacteria_ 


strain GTC 854 16 


16S 2199837 2199868 4 35 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2204368 2204399 4 35 gi 
bosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


gi 


S ribosomal RNA, partial sequence 


219857599 
2199190 22006 


219857596 
2203720 22051 


2768556 27700 


ref|NR_025187.1 
37 Mycoplasma mu 


ref |NR_025184.1 


Mycoplasma mustelae 
stelae Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


16S 2236175 22362145 44 gi|219857575|ref|NR_025163.1| Desulfonatronum 

ain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
teria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
16S 2614160 2614199 5 44 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 
bosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

16S 2769266 2769289 74 97 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 2837183 2837222 4 43 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

696924 Bacteria_16S 3008112 3008151 4 43 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

696924 Bacteria_16S 3041459 3041498 4 43 gi|219846895|ref|NR_026487.1| Facklamia languida 


strain 1144-97 16 
Firmicutes; 
Proteobacteria; 


halotolerans DSM 
Bacteria; 


africanus strain 


africanus Bacteri 


Desulfovibrio. 


696924 Bacteria_16S 
hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 
696924 Bacteria_16S 


pfennigii strain 


pfennigii Bacteri 


Syntrophobacter. 


696924 Bacteria_16S 
strain PG43 16S r 


Tenericutes; Moll 


696924 Bacteria_16S 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequ 


Bacteria; Teneric 


696924 Bacteria_16S 
strain BV1l 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


696924 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; 


satelles Bacteria 


696924 Bacteria_16S 


gasicomitatum str 


gasicomitatum LMG 
696924 Bacteria_16S 


metallireducens s 
metallireducens B 


696924 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


696924 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; 


strain IH003 16S 
Firmicutes; Lacto 


Lacto 
696924 Bacteria_16S 
strain lacT 16S r 
D 
696924 Bacteria_16S 


Proteob 
696924 Bacteria_16S 


D 
696924 Bacteria_16S 
satelles strain V 


G 
696924 Bacteria_16S 


S ribosomal RNA, partial sequence 


eltaproteobacteria; Desulfovibrionales; 


3112175 31122181 44 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
3242553 3242592 5 44 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


, 


3244114 3244153 5 44 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
rio. 


1 


3408072 3408115 1 44 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


v 


3755631 3755662 4 35 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3784274 3784305 4 35 gi 


gi 


utes; Mollicutes; Mycoplasmataceae; My 
3884584 3884615 4 35 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
4064720 4064759 5 44 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
783581 783635 4 57 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
856653 856707 4 57 gi 
ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; Lactobaci 
1244592 1244646 4 57 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1467098 1467128 14 44 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema 
1966976 1967010 63 97 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
2177116 2177170 4 57 gi 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 


, 


7 Ss; 


1 


ct 


3040796 30422 


bacillales; Aerococcaceae; Facklamia. 
3042994 3043033 5 44 gi| 219846894 
ibosomal RNA, partial sequence 3042319 30437 


e 31115 
terales; 


ence 


219846758 


sequence 
eria; De 


219846640 
eq 


uence 
Syntroph 


219846395 
3754983 37564 


219846374 
en 
co 
219846306 
3883911 38853 


ce 37836 
plasma. 


219846176 
4064043 40655 


Desulfov 


265678523 
sequence 


Lachnos 


265678474 
sequence 
llales; 

219857537 


Le 


sequence 


ridiales; 
224581408 
1466484 14678 


219878217 
1966261 19677 
matiaceae; 


Desulfov 
219846847 
nc 
ac 
219846759 
qu 
Desulfov 


ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; De 
ref|NR_026439.1 
17 3112988 Desul 
Desulfobactera 
ref |NR_026351.1 

3241884 324339 
ibrionales; Des 


ref|NR_026350.1 
3243444 324494 
sulfovibrionale 


ref|NR_026232.1 
3407396 340888 
obacterales; Sy 


ref|NR_025986.1 


ref|NR_025965.1 
21 3785045 Mycopl 


ref|NR_025896.1 


ref|NR_025356.1 


Thiocapsa. 


219857615 
2176454 2177927 Leuconostoc inhae Bacteria; 


ref |NR_025204.1 


s 


£ 


Cc 


u 


s 


n 


68 Facklamia languida Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 
Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 

Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


v 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma 
asma leonicaptivi 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


ref|NR_025766.1| Desulfovibrio bastinii 
18 Desulfovibrio bastinii Bacteria; 
ibrionaceae; Desulfovibrio. 
ref|NR_028827.1| Shuttleworthia 
782926 784381 Shuttleworthia 
piraceae; Shuttleworthia. 
ref|NR_028777.1] Leuconostoc 
855982 857475 Leuconostoc 
uconostoc. 
ref|NR_025125.1| Desulfitobacterium 
1243915 1245428 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref|NR_027189.1| Treponema putidum 


91 Treponema putidum Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Leuconostoc inhae 


696924 Bacteria_16S 


strain DSM5578 16 
Firmicutes; 


Firmicutes; 


Marinobacterium. 


696924 Bacteria_16S 


strain Karp 16S r 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
696924 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


696924 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


696924 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; 


strain BG8 16S ri 
Proteobacteria; 


696924 Bacteria_16S 


whittenburyi stra 


Methylococcaceae; 


696924 Bacteria_16S 
modestum strain Gra 


modestum Bacteria 


696924 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


696924 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


696924 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


696924 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


696924 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


696924 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


696924 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


696924 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


696924 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


696924 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


Lactobacillales; 
696924 Bacteria_16S 
strain IH25 16S r 
Lactobacillales; 
696924 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
stanieri Bacteria; 


Clostridia; 
696924 Bacteria_16S 


Gammaproteobacteria; Pseudomonadales; P 
696924 Bacteria_16S 


2418586 2418640 4 57 

S ribosomal RNA, partial sequence 
Leuconostoc. 

2420141 2420195 4 57 
ibosomal RNA, partial sequence 
Leuconostoc. 
2866461 2866558 4 


gi 


gi 


97 gi 


Proteobacteria; Gammaproteobacteria; 


3934868 39349101 43 
ibosomal RNA, partial sequence 


gi 


79178 79275 4 97 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; 


149158 149179 1 22 
bosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 


193571 193644 28 97 gi 


Methylobacter. 

231814 231835 1 22 gi 
Succ 2 16S ribosomal RNA, partial 
; Fusobacteria; Fusobacteriales; Fusob 
385018 385115 4 97 gi 
bosomal RNA, partial sequence 


445222 445319 4 
ain IH5 16S ribosomal RNA, 
teria; Proteobacteria; 


97 gi 


Gammaproteobacter 


457574 457671 4 97 gi 
ammaproteobacteria; Pseudomonadales; P 
459026 459123 4 97 gi 
in CFBP 4389 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


471123 471220 4 97 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
555316 555413 4 97 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
556858 556955 4 97 gi 


ammaproteobacteria; Pseudomonadales; P 
558402 558499 4 97 gi 


ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 


696924 Bacteria_16S 


671972 672069 4 97 gi 


219857447 
2417916 24194 


219857446 
2419471 24209 


219856880 


eq 
Alteromon 


uence 


ria; 


219846270 
3934247 39357 
kettsiaceae; 
265679011 
equence 
Gammaproteobacteria; 


265678963 
148511 15001 


166147 166188 4 44 gi|265678952|ref|NR_029260.1 
6S ribosomal RNA, partial sequence 165488 16699 
Clostridiales; Clostridiaceae; Clostridium. 
190551 190624 28 97 gi|265678936|ref|NR_029244.1 


189853 19130 
Gammaproteobacteria; Methylococcales; Methylococc 
265678934 
in 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


265678908 
sequence 

acteriaceae; 
265678798 
384340 38587 
seudomonadaceae; 
265678758 
complete sequence 


ia; 


265678746 
16S ribosomal RNA, partial sequence 456977 45835 


265678737 
470446 47199 
seudomonadaceae; 
265678682 
6S ribosomal RNA, partial sequence 554659 55615 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 

626431 626452 1 22 gi|265678634|ref|NR_028939.1 
S ribosomal RNA, partial sequence 625776 62729 
obacteriales; Fusobacteriaceae; Ilyobacter. 

634047 634068 1 22 gi| 265678628 |ref|NR_028933.1 
6S ribosomal RNA, partial sequence 633402 634873 Fusobacterium 
obacteriales; Fusobacteriaceae; Fusobacterium. 

640203 640300 4 97 gi|265678624|ref|NR_028929.1 


639529 64105 
seudomonadaceae; 
265678601 


Pseudomo 


ref|NR_025035.1 


ref|NR_025034.1 


ref |NR_024699.1 

2865789 286730 
adales; 
ref|NR_025860.1 
Rickettsieae; 
ref|NR_029319.1 

78587 79994 
eudomonadales; 


Ps P 


ref|NR_029271.1 


aceae; Methylomi 
ref |NR_029242.1 
1 sequence 


ref|NR_029216.1 
231154 232668 
Propionigeniu 
ref|NR_029103.1 


Pseudomon 
ref|NR_029063.1 

444544 446074 
nadales; Pse 
ref|NR_029051.1 
Pseudomon 
ref |NR_029050.1 

458401 459808 
adales; Pseu 
ref|NR_029042.1 
Pseudomon 
ref|NR_028987.1 
Pseudomon 
ref|NR_028986.1 
Pseudomon 


ref|NR_028985.1 


Pseudomon 


ref 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Marinobacterium 
5 Marinobacterium 


Alteromonadaceae; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Pseudomonas 
Pseudomonas 

seudomonadaceae; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Propionigenium 
Propionigenium 
m. 
Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Pseudomonas 
Pseudomonas 
udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 
seudomonadaceae; 
265678745 
1 sequence 
Pseudomon 


as. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 
seudomonadaceae; 
265678681 
6S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
seudomonadaceae; 
265678680 


6S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 


as. 

Pseudomonas poae 
as. 

Pseudomonas congelans 
as. 

Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Pseudomonas 


NR_028906.1 


frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


696924 Bacteria_16S 
mediterranea stra 
mediterranea Bact 


Pseudomonas. 


696924 Bacteria_16S 


strain IMT37 16S 
Proteobacteria; 


strain BT-H1 16S 
Firmicutes; 


strain CIP 104663 
Proteobacteria; 


Bacteria; 


strain LMG 2210 1 
Proteobacteria; 


Pseudomonas. 


696924 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; 


strain CMS 35 16S 
Proteobacteria; 


strain CFBP 2341 
Proteobacteria; 


strain TOl1 16S ri 
Proteobacteria; 


strain WAL 14325 
Fusobacteria; Fus 


696924 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


696924 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


696924 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


696924 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


696924 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


696924 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


G 
696924 Bacteria_16S 


Clost 
696924 Bacteria_16S 


G 
696924 Bacteria_16S 
geysericola strai 
geysericola Bacte 
696924 Bacteria_16S 
insulare strain K 
Proteob 
696924 Bacteria_16S 
acidiphilus strai 
acidiphilus Bacte 
696924 Bacteria_16S 
gonidiaformans st 
gonidiaformans AT 
696924 Bacteria_16S 


G 


G 
696924 Bacteria_16S 


G 
696924 Bacteria_16S 


G 
696924 Bacteria_16S 


G 
696924 Bacteria_16S 


785091 785188 4 97 gi 


eria; Proteobacteria; 


821718 821815 4 97 
ribosomal RNA, partial sequence 


gi 


939302 939399 4 97 
ribosomal RNA, complete sequence 
ridia; Clostridiales; 
961001 961098 4 o7 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; 
977773 977810 4 41 gi 


gi 


1051290 1051375 4 86 gi 
16S ribosomal RNA, partial sequence 
1063373 1063470 4 


97 gi 


1358110 1358131 1 22 


gi 
CC 25563 Bacteria; Fusobacteria; 


1415209 1415306 4 97 gi 


1641185 1641282 4 97 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; 


1642747 1642844 4 97 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644308 1644405 4 97 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1694627 1694724 4 97 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
1696171 1696268 4 97 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1720641 1720662 1 22 gi 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; 
1831553 18315741 22 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1908980 1909020 4 44 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
2143721 2143818 4 97 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2145226 2145323 4 97 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2146731 2146828 4 97 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2219457 2219554 4 97 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


gi 


696924 Bacteria_16S 


2234613 2234710 4 97 gi 


in CFBP 5447 16S ribosomal RNA, partia 
Gammaproteobacte 


821061 82256 


ammaproteobacteria; Pseudomonadales; Pseudomonad 


938639 94015 
Heliobacteriacea 
P 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 
acteria; Gammaproteobacteria; Oceanosp 


n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 


rain ATCC 25563 16S ribosomal RNA, par 
Fusob 


6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; P 
696924 Bacteria_16S 
proteolytica stra 
proteolytica Bact 


Gammaproteobacte 


1642082 16435 


1643643 16451 


16S ribosomal RNA, partial sequence 1693968 16954 


1695512 16970 


16S ribosomal RNA, partial sequence 1719990 17214 


1830898 18324 


2143068 21445 


2146078 21475 


265678522 
1 sequence 
ria; 


265678498 


265678419 


e; Heliore 
265678404 
96032 
seudomonad 
265678392 
uence 
erpetosiph 
265678343 
10506 
irillales; 
265678335 
uence 
acillaceae 
228720055 
tial seque 


224581448 


seudomonad 
219878449 
equence 

ria; Pseud 


219878448 


seudomonad 
219878447 


seudomonad 
219878411 


seudomonad 
219878410 


seudomonad 
219878394 


cterium. 
219878315 


cter. 

219878257 
al sequenc 
ococcaceae 
219857639 


seudomonad 
219857638 
equence 

ia; Pseudo: 


219857637 


seudomonad 
219857586 
tial seque 
acteria; P 


Pseud 


acteriales; 


ref|NR_028826.1 

784432 785869 
omonadales; Pseu 
ref|NR_028801.1 


acea 
ref 


e; Pseudomon 
NR_028721.1 


stis. 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028694.1 

977181 978580 
onaceae; Herpeto 
ref |NR_028645.1 
31 1052062 Marino 
Marinospirillu 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref|NR_027588.1 
nce 135754 
; Fusobacteriace 
ref |NR_027230.1 


aceae; Pseudomon 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 


acea 
ref 


e; Pseudomon 
NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


aceae; Pseudomon 
ref|NR_025533.1 
59 Cetobacterium 


ref|NR_025454.1 


ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025228.1 
aceae; Pseudomon 
ref|NR_025227.1 
2144573 214602 
monadales; Pseud 
ref|NR_025226.1 
acea 
ref 
nce 
seud 


e; Pseudomon 
NR_025174.1 

221879 
omonadales; 


219857576 


costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Herpetosiphon 
Herpetosiphon 
siphon. 
Marinospirillum 
spirillum insulare 


m. 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 

Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Cetobacterium somerae 
somerae Bacteria; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Aerococcus 
6 Aerococcus 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Pseudomonas 

2 2220307 Pseudomonas 
Pseudomonadaceae; 


ref |NR_025164.1 
2233956 223544 


Pseudomonas 
7 Pseudomonas 


696924 Bacteria_ 


strain CFML 97-3 
Proteobacteria; 


696924 Bacteria_ 


strain CFML 97-5 
Bacteria; Proteo 


696924 Bacteria_ 


thivervalensis s 
thivervalensis B 
Pseudomonas. 


696924 Bacteria_ 


brassicacearum s 
brassicacearum B 
Pseudomonas. 


696924 Bacteria_ 


strain CIP 10546 
Bacteria; Proteo 
696924 Bact 
strain CIP 10547 
Proteobacteria; 

696924 Bact 
strain CIP 10525 
Proteobacteria; 

696924 Bact 
strain CIP 10527 
Proteobacteria; 

696924 Bact 
strain CIP 10466 
Bacteria; Proteo 
696924 Bact 
strain CIP 10488 
Bacteria; Proteo 


696924 Bacteria_ 


mediterranea str 
mediterranea MMB 


696924 Bacteria_ 


strain CIP 10527 
Proteobacteria; 


696924 Bacteria_ 


strain CIP 10546 
Bacteria; Proteo 


696924 Bacteria_ 


koleovorans stra 
Bacteria; Firmic 


696924 Bacteria_ 
alcaliphila strai 
alcaliphila Bacte 


Pseudomonas. 


696924 Bacteria_ 


strain ATCC 1352 
Bacteria; 


696924 Bacteria_ 


plecoglossicida 
plecoglossicida 
Pseudomonas. 


696924 Bacteria_ 
citronellolis str 
citronellolis Bac 


Pseudomonas. 


696924 Bacteria_ 
strain PCl 16S ri 


Proteobacteria; 


696924 Bacteria_ 


strain BS 16S ri 
Firmicutes; Clos 


696924 Bacteria_ 


strain DSM 11363 
Proteobacteria; 


696924 Bacteria_ 


eria_ 


eria_ 


eria_ 


eria_ 


eria_ 


Proteob 


16S 2321413 2321510 4 97 gi 
91 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 2322965 2323062 4 97 gi 
14 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2521338 2521435 4 97 gi 
train SBK26 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteobac 


16S 
t 
a 


2522818 2522915 4 97 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
16S 2555644 2555741 4 97 gi 
9 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2557210 2557307 4 97 gi 
0 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2561836 2561933 4 97 gi 
9 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2570969 2571066 4 97 gi 
4 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2581656 2581753 4 97 gi 
4 16S ribosomal RNA, complete sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2583226 2583323 4 97 gi 
3 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2586375 2586472 4 97 qi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
16S 2595633 2595730 4 97 gi 
3 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2597199 2597296 4 97 gi 
0 16S ribosomal RNA, complete sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2789024 2789121 4 97 gi 
in TB 16S ribosomal RNA, partial sequen 
utes; Bacillales; Paenibacillaceae; Pae 
16S 2815917 2816014 4 97 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


a 


16S 
2 


2854092 2854189 4 97 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
16S 2920188 2920285 4 97 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


s 
B 


16S 2973033 2973130 4 97 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


16S 2974595 2974692 4 97 
bosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 2976129 2976226 4 97 gi 
bosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 
16S 3177308 3177405 4 97 gi 


gi 


G 
16S 


ammaproteobacteria; Pseudomonadales; P 


2973936 29754 


2975480 29769 


16S ribosomal RNA, partial sequence 3176631 31781 


219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857363 
sequence 

teria; Pse 


219857362 
sequence 
teria; Pse 


219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857277 
quence 
obacteria; 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857124 
ce 27883 
nibacillus 
219856913 
equence 

ia; Pseudo: 


v 


219856888 
28534 
nadales; P 
219856843 
1 sequence 
cteria; Ps 


219846941 
al sequenc 
eria; Pseu 


219846940 


seudomonad 
219846939 


Clostridiu 
219846803 


seudomonad 
219846651 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024908.1 

2585691 258722 
Oceanospirillal 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024752.1 
65 2789727 Paenib 
ref|NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024662.1 
2919511 292100 


eudomonadales; P 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 
ref |NR_026532.1 


acea 
ref 


e; Pseudomon 
NR_026531.1 


m. 
ref|NR_026395.1 
aceae; Pseudomon 


ref 


3391344 3391365 1 22 gi 


Pseudomonas brenneri 


monas brenneri Bacteria; 


as. 
Pseudomonas grimontii 


monas grimontii 


Pseudomonas. 
Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 

monas migulae Bacteria; 

as. 

Pseudomonas mosselii 

monas mosselii Bacteria; 

as. 

Pseudomonas jessenii 

monas jessenii Bacteria; 

as. 

Pseudomonas rhodesiae 

monas rhodesiae 

Pseudomonas. 
Pseudomonas monteilii 

monas monteilii 
Pseudomonas. 
Marinomonas 

4 Marinomonas 

es; Marinomonas. 

Pseudomonas mandelii 

monas mandelii Bacteria; 

as. 

Pseudomonas libanensis 

monas libanensis 
Pseudomonas. 
Paenibacillus 

acillus koleovorans 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas savastanoi 

monas savastanoi 
Pseudomonas. 
Pseudomonas 

8 Pseudomonas 

seudomonadaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 


NR_026243.1 


Propionigenium maris 


strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 3392140 Propionigenium maris Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 


696924 Bacteria_16S 


Fusobacteria; Fus 


696924 Bacteria_16S 


periodonticum str 
periodonticum Bac 


696924 Bacteria_16S 


nucleatum subsp. 


Fusobacteriaceae; 


696924 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


696924 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


696924 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


696924 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


696924 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


696924 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


696924 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


696924 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


696924 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


696924 Bacteria_16S 


strain CCH 16S ri 


3499823 3499844 1 22 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
obacteriales; Fusobacteriaceae; Cetobacterium. 

3618648 3618669 1 22 gi|219846493|ref|NR_026085.1| Fusobacterium 
ain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
teria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

3620029 3620050 1 22 gi|219846492|ref|NR_026084.1| Fusobacterium 
animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 

Fusobacterium nucleatum subsp. animalis Bacteria; Fusobacteria; Fusobacteriales; 
Fusobacterium. 

3621410 36214311 22 gi|219846491|ref|NR_026083.1| Fusobacterium 
fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

3809854 3809951 4 97 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
bosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

3904526 3904566 4 44 gi|219846292|ref|NR_025882.1| Paenibacillus 
in NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

4020839 4020936 4 97 gi|219846209|ref|NR_025799.1| Marinobacter 

SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

4135850 4135887 4 41 gi|219846123|ref|NR_025713.1| Spiroplasma 
rain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
cteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4142112 4142149 4 41 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 

ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4149940 4149977 4 41 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4151495 4151532 4 41 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
ibosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4154489 4154526 4 41 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4159186 4159223 4 41 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
bosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 


Tenericutes; Moll 


696924 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


696924 Bacteria_16S 


brennaborense str 
brennaborense Bac 


696924 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


696924 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


696924 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


696924 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


696924 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


696924 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


696924 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


icutes; Entomoplasmatales; Spiroplasmata 
29462 29502 4 44 gi 
in LA 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Lactobacillales; Lac 
35475 35515 4 44 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; S 
44472 44512 4 44 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
55240 55276 8 44 gi 


ue 
to 


eq 
pi 


H 


pelotrichi; Erysipelotrichales; Erysipel 
56727 56767 4 44 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58228 58268 4 44 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
83750 83790 4 44 gi 
somal RNA, partial sequence 83062 
ridiales; 


nc 
al 


ne 
ma 


Ruminococcaceae; Anaerofilum. 
86777 86817 4 44 gi 
ain Fae 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
94362 94402 4 44 gi 
bosomal RNA, complete sequence 
bacillales; Lactobacillaceae; 


ue 
di 


Lactobacil 


696924 Bacteria_16S 


102105 102145 4 44 


gi 


6S ribosomal RNA, partial sequence 54638 


ceae; Sp 


265679044 


nce 
bacillac 


265679040 


uence 
rochaeta 


265679034 
43805 


45323 
alomonad 


265679027 


56028 
otrichac 


265679026 


56079 
Chro: 


e 
es; 


265679025 


e 57580 
tiaceae; 


265679007 
84529 


Anaer 


265679005 


nce 


ales; Ru 


265679000 
93645 


95214 
lus. 


265678995 


irop 
ref 


eae; 
ref 


ceae 
ref 


acea 
ref 


eae; 


mati 


ref 
ofil 


ref 
mino 


ref 


ref 


28769 


34837 


57529 


iocystis. 


86091 


Lactobacillus 


lasma. 
NR_029352.1 
30312 
Lactobacill 
NR_029348.1 

36333 
7 Treponema 
NR_029342.1 


e; Carnimona 
NR_029335.1 


Holdemania. 
NR_029334.1 
Thiocy 
aceae; Thioc 
NR_029333.1 
Thiocy 


NR_029315.1 
um agile Bac 


NR_029313.1 
87556 
coccaceae; A 
NR_029308.1 


Lactobacillus 
Lactobacillus 
us. 

Treponema 
Treponema 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


Ss. 
Holdemania filiformis 


Holdemania filiformis Bacteria; 


Thiocystis gelatinosa 
stis gelatinosa 

ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


Anaerofilum agile 
teria; Firmicutes; 


Anaerofilum 
Anaerofilum 
naerofilum. 
Lactobacillus lindneri 
lindneri Bacteria; 


Aneurinibacillus 


NR_029303.1 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 


696924 Bacteria_16S 105139 105179 4 44 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
696924 Bacteria_16S 164583 164623 4 44 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
696924 Bacteria_16S 219871 219911 4 44 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
696924 Bacteria_16S 269826 269866 4 44 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
696924 Bacteria_16S 274427 274467 4 44 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 


strain S-16 16S r 
Tenericutes; Moll 


696924 Bacteria_ 


strain ATCC 23392 
Tenericutes; Moll 


696924 Bacteria_ 
strain 01008 16S 


Tenericutes; Moll 
696924 Bacteria_16S 
strain 70-159 16S 
Tenericutes; Moll 
696924 Bacteria_16S 
strain B-3 16S ri 
Firmicutes; Erysi 
696924 Bacteria_16S 
thermoamylovorans 
thermoamylovorans 
696924 Bacteria_16S 
borstelensis stra 
borstelensis Bact 
696924 Bacteria_16S 
fontislapidosi st 
fontislapidosi Ba 


Idiomarina. 


696924 Bacteria_16S 
massiliensis stra 
massiliensis Bact 
696924 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; 


Firmicutes; Bacil 


696924 Bacteria_16S 
strain Tf 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


696924 Bacteria_16S 
contaminans strain R-16222 16S ribosomal RNA, partial s 
contaminans Bacteria; 
696924 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


696924 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


696924 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


696924 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


696924 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; 


Bacteria; Firmicu 


G 
696924 Bacteria_16S 
strain Sd/3 16S r 


G 
696924 Bacteria_16S 
picturae strain R-5321 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 278975 279015 4 44 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 286508 286548 4 44 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
301676 301716 4 44 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
303204 303240 8 44 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
321382 321422 4 44 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
347621 347661 4 44 gi 
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2 Bacillus drentensis Bacteria; 
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4 540811 Subdoligranulum variabile 

Subdoligranulum. 

ref|NR_028967.1| Bacillus barbaricus 

8 586308 Bacillus barbaricus Bacteria; 

ref|NR_028961.1| Faecalibacterium 
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nococcaceae; Faecalibacterium. 
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0 Thiobaca trueperi Bacteria; 
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TGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACTCTCGTTTAGATTGAAGGAGCTTGCTCCTGATTGATAAACATTTGAGTGAGTGGCGG 
ACGGGTGAGTAACACGTGGGTAACCTGCCCTAAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAAAACCTAACACCGCATGGTGTAGGGTTGAAA 
GATGGTTTCGGCTATCACTTTAGGATGGACCCGCGGTGCATTAGTTAGTTGGTGAGGTAAAGGCTCACCAAGACCGTGATGCATAGCCGACCTGAGAGGGTAATC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAG 
AAGGTTTTCGGATCGTAAAACTCTGTTGTTGGAGAAGAATGTATCTGATAGTAACTGATCAGGTAGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCTTCGGCTCAAC 
CGAAGAAGTGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGA 
AGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGGTGT 
TGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTCTCGGGGACAAAG 
TGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTACTAGTTGCCAGCATTTAGTTGGGCAC 
TCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAC 
GAGTTGCGAGACCGCGAGGTTTAGCTAATCTCTTAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGA 
TCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCT 
TAACACATGCAAGTCGAACGAAAAGACGGAAAGAGCTTGCTCTTTTCAGAATTGAGTGGCAAACGGGTGAGTAACACGTAAACAACCTGCCTTCAGGATGGGGAC 
AACAGACGGAAACGACTGCTAATACCGAATAAGTTCCAAGAGCCGCATGGCCCATGGAAGAAAAGGTGGCCTCTACCTGTAAGCTATCGCCTGAAGAGGGGTTTG 
CGTCTGATTAGCTGGTTGGAGGGGTAACGGCCCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGAACTGAGACACGGTCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAACTCTGTGATCCGG 
GACGAAAAGGCAGAGTGCGAAGAACAAACTGCATTGACGGTACCGGAAAAGCAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCG 
TTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTTCCCAAGTCCCTCTTAAAAGTGCGGGGCTTAACCCCGTGATGGGAAGGAAACTGGGAAGCTGGAG 
TATCGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTTTCTGGACGAAAACTGACGCTGAGG 
CGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTCCTGTGCCGGAGTTAA 
CGCAATAAGTATCCCGCCTGGGAAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAAC 
GCGAAGAACCTTACCAGGTCTTGACATTGATCGCGATCTGCAGAAATGCGGAGTTCTTCTTCGGAAGACGAGAAAACAGGTGGTGCACGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTTGTTACCAGCACGTAAAGGTGGGGACTCAAATGAGACCGCCGCGGACAACGCGGAG 
GAAGGCGGGGACGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGGTGTCAACAAAGAGAAGCGAACCCGCGAGGAAGAGCAAAC 
CTCAAAAACACACCCCCAGTTCAGATCGCAGGCTGCAACCCGCCTGCGTGAAGTAGGAATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACTATGAGAGTCAGAAACACCCGAAGCCGGTGAGGTAACCGCAAGGAGCCAGCCGTCGAAGGCGGAGCTGATGATTGGAGTG 
AAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGA 
TGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCTGCGGGCTTTGCTTGCGGGTGAGAGTGGCGAACGGGTGAGTAATGCGTGACCAACCTGCC 
CCATGCTCCGGAATAGCTCCTGGAAACGGGTGGTAATGCCGGATGTGCCGGGCTCCTGCATGGGGGTCCGGGAAAGCTCTGGCGGCGTGGGATGGGGTCGCGTCC 
TATCAGCTTGTTGGCGGGGTGAGGGCCCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGCCTTCGGGTTGTAAACCGCTTTTGTTTGGGAGCA 
AGCCCTTCGGGGTGAGTGTACCTTTCGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGATTTATTGGGCGTA 
AAGGGCTCGTAGGCGGTTCGTCGCGTCCGGTGTGAAAGTCCATCGCCTAACGGTGGATCTGCGCCGGGTACGGGCGGGCTGGAGTGCGGTAGGGGAGACTGGAAT 
TCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGATGCTGGATGTGGGGCCCTTCCACGGGTCCCGTGTCGGAGCCAACGCGTTAAGCATCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCT 
TGACATGTTCCCGACGACGGCGGAGACGTCGTTTCCCTTCGGGGCGGGTTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTCAAGTCC 
CGCAACGAGCGCAACCCTCGCCCCGTGTTGCCAGCGCGTCATGGCGGGAACTCACGGGGGACCGCCGGGGTTAACCCGGAGGAAGGTGGGGATGACGTCAGATCA 
TCATGCCCCTTACGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAGCGGGATGCGACATGGTGACATGGAGCGGATCCCTGAAAACCGGTCTCAGTTCGGA 
TCGGAGCCTGCAACCCGGCTCCGTGAAGGCGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCAAG 
TCATGAAAGTGGGCAGCACCCGAAGCCGGTGGCCTGACCAGTTCTGCTGGGGGGAGCCGTCTAAGGTGAGGCTCGTGATTGGGACTAAGTCGTAACAAGGTAGCC 
GTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGGTG 
AACGCTGGCGGCGTGCCTTACACATGCAAGTCGAGCGGGGCATCTAGTGGACTCTCTTCGGGGAGGAAGCTAGAGGGCCTAGCGGCGGACGGGTGAGTAACGCGT 
AGGTTACCTACCCCTCAGAGGGGGATAACTGTGGGAAACTGCAGCTAATACCCCATACGTTCCCGAGAGGGAAGAAAGGGTGCGTTAAGCACTGCTGAGGGATGG 
GCCTGCGCCCCATCAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCGGCGACGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAAGGGCACTGAGACACGGGCCC 
TACTCCTACGGGAGGCAGCAGTGGGGGATTTTGGACAATGGGCGGAAGCCTGATCCAGCGACGCCGCGTGCGGGAAGGAGCCCTTCGGGGTGTAAACCGCTGTGG 
TAGGAGACGAATAAGCTAGGGAGTGGAAAGCCCTAGTGATGACGGTATCCTACTAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGC 
GAGCGTTACCCGGATTTACTGGGCGTAAAGGGGGCGTAGGCGGCCGTGAAAGTCCGGTGTGAAATGCCACGGCTCAACCGTGGAACTGCGCTGGAAACTACACGG 
CTTGAGGACGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCCGTAGATATCAGCAGGAACGCCGGTGGGGAAGCCGGTCTCCTGGGCCGTTCCTGACG 
CTGAGGCCCGAAAGCTAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGAGTAATTCCTCCGTGCTGAAGC 
AAACGCGATAAGTGGGCCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGACCCCGCACAAGCGGTGGAGCGTGTGGTTTAATTGGACGC 
TAAGCCAAGAACCTTACCAGGGCTTGACATGCTGGTGGTACTGACCCGAAAGGGGAGGGACTCTACCGTAAGGTAGGGAGCCAGCACAGGTGGTGCACGGTCGTC 
GTCAGCTCGTGCCGTKAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGTTAGGCCGGGGACTCTAAGGGGACTGCCGGCGAC 
GAGCCGGAGGAAGGAGGGGATGACGTCAGATACTCGTGCCCCTTATGCCCTGGGCGACACACGCGCTACAATGGGTGGGACAGCGGGAAGCGAGCCAGCGATGGT 
GAGCAAAACCCTGAAACCCACTCTCAGTACGGATTGCAGGCTGAAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCACGCCGCGGTGAATA 
CGTTCCCGGGGTTTGTACACACCGCCCGTCACGCCACCCGAGTTGGCAGCGCCCGAAGATGGGTGATCCAACCCGAGAGGGGGGATACCTATTGAGGGCGAGGCT 
GGCGAGGGGGGCGAAGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACA 
TGCAAGTCGAACGGTGATGCCCCGGGCTTGCCTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGGATAACTCCGGGAA 
ACCGGGGCTAATACTGGATATGACATCCTGCTGCATGGTGGGGTGTGGAAAGGCTTGTCTGGTTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGAT 
GGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCCTTCGGGTGACGGTACCTGC 
AGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCG 
TCTGCTGTGAAAACGCGAGGCTCAACCTCGCGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCA 
GATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
TGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGTAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTACGGGAAGCCACCAGA 
GATGGTGGTCTCTTTGGACACTCGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCT 
ATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAGAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATG 
AAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAG 


696924 Bacteria_16S 609675 609715 4 44 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

696924 Bacteria_16S 650934 650974 4 44 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

696924 Bacteria_16S 676567 676607 4 44 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

696924 Bacteria_16S 702164 702204 4 44 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

696924 Bacteria_16S 718727 718767 4 44 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

696924 Bacteria_16S 732546 732586 4 44 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

696924 Bacteria_16S 733969 734009 4 44 gi|265678559|ref|NR_028863.1| Thiohalocapsa 
halophila strain 4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 

696924 Bacteria_16S 761950 761990 4 44 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

696924 Bacteria_16S 763500 763540 4 44 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

696924 Bacteria_16S 792756 792796 4 44 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

696924 Bacteria_16S 797302 797342 4 44 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

696924 Bacteria_16S 798866 798906 4 44 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

696924 Bacteria_16S 801982 802022 4 44 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

696924 Bacteria_16S 840136 840176 4 44 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

696924 Bacteria_16S 868979 868999 1 21 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

696924 Bacteria_16S 883854 883894 4 44 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

696924 Bacteria_16S 905235 905275 4 44 gi| 265678441 |ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

696924 Bacteria_16S 957944 957984 4 44 gi| 265678406 |ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

696924 Bacteria_16S 983884 983924 4 44 gi|265678388|ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

696924 Bacteria_16S 1007032 1007072 4 44 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 1046727 1046767 4 44 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

696924 Bacteria_16S 1066374 1066414 4 44 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 


strain KMM 1406 1 
Proteobacteria; G 


696924 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


6S ribosomal RNA, partial sequence 1065751 10671 
matiaceae; 


ammaproteobacteria; Chromatiales; Chro 


1081149 1081189 4 44 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


52 Rheinheimera 
Rheinheimera. 


265678322 


pacifica Bacteria; 


ref|NR_028624.1 


Bacillus funiculus 


1080469 1081998 Bacillus funiculus Bacteria; 


696924 Bacteria_ 
serovar 3 str. 
serovar 3 str. 


iheyensis HTE831 
Bacteria; 


moniliformis DSM 


DSM 12112 Bacteri 
696924 Bacteria _1 
DSM 16069 16S rib 
Proteob 
696924 Bacteria _1 


Bacteria; 


pacificum DSM 126 


DSM 12653 Bacteri 
Carboxydibrachium. 
696924 Bacteria 1 
subsp. paredis st 


socranskii subsp. 


696924 Bacteria_16S 
buccale st 


subsp. 
socranskii subsp. 


696924 Bacteria_16S 


limnophilus strai 


limnophilus Bacte 
696924 Bacteria_16S 
hydrocarbonoclast 
hydrocarbonoclast 


Marinobacter. 


696924 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


696924 Bacteria_16S 
brockii subsp. br 

Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacte 
696924 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


696924 Bacteria_16S 


strain 08145 16S 
Proteobacteria; 


strain TH-23 16S 
Firmicutes; Bacil 


696924 Bacteria_16S 


brockii subsp. la 


Thermoanerobacter brockii subsp. 


Thermoanaerobacte 


696924 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; 


strain KMM 227 16 
Proteobacteria; 


ayderensis strain 
Bacteria; Firmicu 


696924 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


696924 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


696924 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


696924 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


696924 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


AT 
AT 
696924 Bacteria _1 


Firmicu 
696924 Bacteria 1 


G 
696924 Bacteria_16S 


G 
696924 Bacteria_16S 


G 
696924 Bacteria_16S 


16S 1122118 1122154 8 
Cc 2781 
CC 27815 Bacteria; Tenericutes; Mollic 
6S 1155281 1155321 4 44 gi 
16S rib 
tes; Bacillales; Bacillaceae; Oceanoba 
6S 1156810 1156830 1 21 gi 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
6S 1175070 1175110 4 44 gi 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
6S 1194683 1194723 4 44 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


44 gi 


6S 1251956 1251996 4 44 gi 
rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; Spirochaetes; Spiro 
1253483 1253523 4 44 gi 
rain ATCC 35534 16S ribosomal RNA, par 
buccale Bacteria; Spirochaetes; Spiro 
1255015 1255055 4 44 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1292572 1292612 4 44 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


1297064 1297104 4 44 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1313749 1313789 4 44 gi 
16S ribosomal RNA, 


gi 


ockii strain HTD4 
rales; Thermoanaerobacteraceae; Thermo 
1315337 1315377 4 44 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1382245 1382285 4 44 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1419788 1419828 4 44 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1506246 1506286 4 44 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; Thermo 
1512392 1512420 70 97 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1547328 1547368 4 44 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1554791 1554831 4 44 gi 
AB04 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1565066 1565086 1 21 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1566599 1566619 1 21 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1568134 1568154 1 21 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1578772 1578812 4 44 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


rales; 


Leptot 
gi 


Leptot 
gi 


5 16S ribosomal RNA, partial se 


osomal RNA, partial sequence 1154576 11561 


1174405 11758 


1296399 12978 


1381574 13830 


1419106 14206 


1511717 15130 


1546665 15481 


1565947 15674 


1567482 15689 


1578118 15795 


228715451 
quence 

utes; Myco 
253680753 


cillus. 
228721492 
nce 11561 
bacteriace 
228718578 


a. 
228715634 

11940 

obacterale 


219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
219857194 
sequence 

llaceae; B 
228716433 
tial seque 
oteobacter 


219857534 


228718892 
partial se 


anaerobact 
228716557 
1 sequence 
laceae; Ba 
228717104 


diomarinac 
224581445 


219846365 
somal RNA, 
Bacteria; 
anaerobact 
219878127 


steurellac 
219857260 


diomarinac 
219857209 
nce 15541 
illus. 

219846059 
uence 

eriales; F 
219846058 


richia. 
219846057 


richia. 
219846381 


seudomonad 


1586401 1586441 4 44 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 


ref |NR_027532.1 

1121455 112289 
plasmataceae; Ur 
ref|NR_028001.1 


ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_027574.1 


ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref 
nce 

Spi 

ref 
nce 


NR_024869.1 

125128 
rochaetaceae 
NR_024868.1 

125281 
Spirochaetaceae 
ref |NR_024822.1 
1254345 125584 
revibacillus. 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


ref |NR_025122.1 


ref 
quen 


NR_027577.1 
ce 131309 


er. 
ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_027560.1 


Idiomarina. 
NR_027227.1 


eae; 
ref 


31 Leptotrichia 


ref|NR_025647.1 
67 Leptotrichia 
ref|NR_025972.1 


aceae; Pseudomon 


219878487 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 
Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Streptobacillus 
obacillus moniliformis 
lus. 

Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Brevibacillus 
5 Brevibacillus 


’ 


v 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Thermoanaerobacter 
4 1314606 


Bacillus subtilis 
3 Bacillus subtilis 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 

er. 

ref|NR_025266.1| Histophilus somni 
77 Histophilus somni Bacteria; 

eae; Histophilus. 

ref|NR_024891.1| Idiomarina abyssalis 
29 Idiomarina abyssalis Bacteria; 

eae; Idiomarina. 

ref |NR_024837.1| Anoxybacillus 

24 1555535 Anoxybacillus ayderensis 
ref|NR_025649.1| Leptotrichia 

1564412 1565896 Leptotrichia 

usobacteriaceae; Leptotrichia. 
ref|NR_025648.1| Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 


ref |NR_025626.1 


1585730 1587233 Bacillus humi Bacteria; 


Bacillus humi strain 
Firmicutes; 


696924 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


696924 Bacteria_16S 


inopinata strain 
Bacteria; 
Bacteria; 


R-16300 16S ribos 
Bacillales; Bacil 


696924 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


696924 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
696924 Bacteria_16S 
macmurdoensis str 


macmurdoensis Bac 


696924 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


696924 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


696924 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; 


strain OSBAC1 16S 
Proteobacteria; 


strain KMM 1376 1 
Proteobacteria; 


agaridevorans str 
agaridevorans Bac 


696924 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


696924 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


696924 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


696924 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


696924 Bacteria_16S 


necropolis strain 
necropolis Bacter 


696924 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


696924 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


696924 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


696924 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


696924 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


696924 Bacteria_16S 


Firmicu 
696924 Bacteria_16S 
maitriensis strai 
Firmicu 
696924 Bacteria_16S 


G 
696924 Bacteria_16S 


G 
696924 Bacteria_16S 


G 
696924 Bacteria_16S 


S ribosomal RNA, partial sequence 


1708449 1708489 4 44 

ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1755681 1755721 4 44 gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1778227 1778267 4 44 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1779776 1779816 4 44 gi 
n DSM 1327 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1782819 1782839 1 21 gi 
16S ribosomal RNA, partial sequence 
teria; Fusobacteriales; Fusobacteriace 
1790256 1790296 4 44 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1800892 1800932 4 44 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1804027 1804067 4 44 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1808652 1808692 4 44 gi 
n CMS 260r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1842300 1842340 4 44 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1860403 1860443 4 44 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1869564 1869604 4 44 


gi 
ammaproteobacteria; Alteromonadales; A 
1871125 1871165 4 44 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1911996 1912036 4 44 


gi 


1630557 1630597 4 44 gi| 219878456 
16S ribosomal RNA, partial sequence 1629885 16313 
lales; Bacillaceae; Bacillus. 

1632101 1632137 8 44 gi| 219878455 
143-02 16S ribosomal RNA, partial sequence 16314 
tes; Erysipelotrichi; Erysipelotrichales; Erysip 

1635219 1635259 4 44 gi| 219878453 
n S1 16S ribosomal RNA, partial sequence 16345 
tes; Bacillales; Planococcaceae; Planococcus. 

1636681 1636721 4 44 gi| 219878452 
omal RNA, partial sequence 1636012 1637452 Bacil 
laceae; Bacillus. 

1638172 1638212 4 44 gi|219878451 
omal RNA, partial sequence 1637503 1638932 Bacil 
laceae; Bacillus. 

1651857 1651897 4 44 gi|219878441 
s strain LMG 17892 16S ribosomal RNA, partial se 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; 

1661098 1661138 4 44 gi| 219878434 
ain CMS 2lw 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Planococcaceae; P 

1685415 1685455 4 44 gi| 219878418 
bosomal RNA, partial sequence 1684753 16861 
lales; Bacillaceae; Bacillus. 

1689964 1690004 4 44 gi| 219878414 
in M8 16S ribosomal RNA, partial sequence 16892 
tes; Bacillales; Planococcaceae; Planococcus. 

1700818 1700858 4 44 gi| 219878407 


1700153 17016 
ammaproteobacteria; Alteromonadales; Alt 
219878402 
1707781 17092 


ma 


H 


iL 
ci 


se 


11 


ae 


s 
ae 


e 
ni 


s 
e; 


se 
ac 


al 
er 


1t 


219878369 


6S ribosomal RNA, partial sequence 1755010 17565 


219878351 


219878350 


219878348 


219878342 


219878335 


219878333 


219878330 


219878307 


1841624 18431 


219878294 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 


219878287 
1870444 18719 


eromonad 


tiaceae; 


alomonad 


sequence 
llaceae; 


quence 


aceae; P 


17821 
Sneath 


, 


equence 
; Virgib 


18002 
equence 
Virgiba 


quence 
eae; Pla 


sequenc 
ia; Alte 


eromonad 


219878255 


bacillus. 


ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025592.1 
30 1635961 Planoc 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref|NR_025590.1| Bacillus vireti strain 
lus vireti Bacteria; Firmicutes; 
ref|NR_025580.1| Bacillus 
quence 1651192 1652677 Bacillus 
Bacillus. 
ref|NR_025573.1| Sporosarcina 

1660434 1661916 Paenisporosarcina 
aenisporosarcina. 
ref|NR_025557.1| Bacillus aeolius 
55 Bacillus aeolius Bacteria; 
ref|NR_025553.1] Planococcus 
86 1690816 Planococcus rifietoensis 
ref|NR_025546.1| Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


aceae; Glaciecola. 

ref|NR_025541.1| Rheinheimera baltica 
61 Rheinheimera baltica Bacteria; 
Rheinheimera. 

ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas. 

ref|NR_025490.1| Paenibacillus 


1777548 17790 
Paenibacillus. 
ref|NR_025489.1 

1779107 178061 


56 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


aenibacillus. 
ref|NR_025487.1| Sneathia sanguinegens 
75 1783536 Sneathia sanguinegens 
ia. 
ref|NR_025481.1| Virgibacillus 
1789570 1791087 Virgibacillus 
acillus. 
ref|NR_025474.1| Paenibacillus 
19 1801737 Paenibacillus stellifer 
ref|NR_025472.1| Virgibacillus 
1803341 1804862 Virgibacillus 
cillus. 
ref|NR_025469.1] Planococcus 
1807983 1809461 Planococcus 
nococcus. 
ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 
ref |NR_025433.1] Alteromonas 
e 1859752 1861233 Alteromonas 
romonadales; Alteromonadaceae; 
ref|NR_025427.1| Glaciecola polaris 
93 Glaciecola polaris Bacteria; 
aceae; Glaciecola. 
ref|NR_025426.1| Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


ref|NR_025394.1| Ureibacillus terrenus 


strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 


Firmicutes; Bacil 


lales; Planococcaceae; Ureibacillus. 


696924 Bacteria_16S 1915040 1915080 4 44 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
696924 Bacteria_16S 1940970 1941010 4 44 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
696924 Bacteria_16S 1942514 1942554 4 44 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
696924 Bacteria_16S 1945679 1945719 4 44 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
696924 Bacteria_16S 2024886 2024926 4 44 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 
696924 Bacteria_16S 2029422 2029462 4 44 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 
696924 Bacteria_16S 2032329 2032369 4 44 gi|219878174|ref|NR_025313.1] Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
696924 Bacteria_16S 2038477 2038517 4 44 gi| 219878169 |ref|NR_025308.1| Virgibacillus proomii 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


696924 Bacteria_16S 2070830 2070870 4 44 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

696924 Bacteria_16S 2089171 2089211 4 44 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

696924 Bacteria_16S 2101327 2101367 4 44 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

696924 Bacteria_16S 2115012 2115052 4 44 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

696924 Bacteria_16S 2227001 2227041 4 44 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

696924 Bacteria_16S 2266819 2266859 4 44 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

696924 Bacteria_16S 2279092 2279132 4 44 gi|219857547|ref|NR_025135.1| Mycoplasma phocidae 
strain 105 16S ribosomal RNA, partial sequence 2278443 2279908 Mycoplasma phocidae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

696924 Bacteria_16S 2282114 2282154 4 44 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

696924 Bacteria_16S 2285199 2285239 4 44 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 2312272 2312312 4 44 gi|219857521|ref|NR_025109.1| Geobacillus 


subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


696924 Bacteria_16S 2316820 2316860 4 44 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

696924 Bacteria_16S 2337811 2337851 4 44 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

696924 Bacteria_16S 2345470 2345510 4 44 gi|219857497|ref|NR_025085.1| Paenibacillus 


granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
696924 Bacteria_16S 2381866 2381906 4 44 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
696924 Bacteria_16S 2387959 2387999 4 44 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
696924 Bacteria_16S 2398539 2398579 4 44 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 


696924 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


696924 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


696924 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


696924 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


696924 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


696924 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


696924 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


696924 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


696924 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


696924 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


696924 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


696924 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 


subsp. spizizenii 
subtilis subsp. s 


696924 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


696924 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


696924 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


696924 Bacteria_16S 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


696924 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


696924 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


696924 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


696924 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


696924 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


696924 Bacteria_16S 


MA001 16S ribosom 
Bacillales; Bacil 


696924 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


696924 Bacteria_16S 


pomorum strain 3A 


2432064 2432104 4 44 gi 
n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2444260 2444300 4 44 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2445806 2445846 4 44 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2477469 2477509 4 44 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478941 2478981 4 44 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480448 2480488 4 44 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481961 2482001 4 44 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483470 2483510 4 44 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484982 2485022 4 44 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486501 2486541 4 44 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491039 2491079 4 44 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2551062 2551102 4 44 gi 


pizizenii Bacteria; Firmicutes; Bacill 
2580090 2580130 4 44 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2584795 2584835 4 44 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2621865 2621905 4 44 gi 


S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2626453 2626493 4 44 gi 


in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 


2628017 2628057 4 44 


gi 


in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2634031 2634071 4 44 gi 


train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2641719 2641759 4 44 gi 


eltaproteobacteria; Desulfobacterales; 
2679386 2679426 4 44 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2697168 2697208 4 44 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2698722 2698762 4 44 gi 
al RNA, partial sequence 
laceae; Bacillus. 
2706360 2706400 4 44 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2722848 2722888 4 44 gi 
16S ribosomal RNA, partial sequence 


2698052 2699555 Ba 


219857436 
nce 24314 
nibacillus 
219857423 
e 24435 
microbium. 
219857422 
24451 
nadales; A 
219857398 


2476824 24782 


219857397 


2478295 24797 


219857396 


2479798 24812 


219857395 


2481316 24827 


219857394 


2482825 24842 


219857393 


2484337 24857 


219857392 


2485849 24873 


219857389 


2490394 24918 


219857343 
partial 
ales; Baci 
219857281 
25794 
seudomonad 
219857278 
25841 
nadales; P 
219857251 
ence 26212 
microbium. 
219857247 
equence 

; Actinomy 
219857246 
nce 26273 
acillus. 
219857236 
sequence 
coccaceae; 
219857230 


6S ribosomal RNA, partial sequence 2641027 26425 


Desulfoba 
219857203 
sequence 

ceae; Lent 
219857190 
equence 
aceae; Ano 
219857189 
eit 


219857184 
equence 
les Family 
219857173 

27221 


Paenibacillus 
acillus chinjuensis 


ref |NR_025024.1 
10 2432897 Paenib 
ref|NR_025011.1| Planomicrobium 

92 2445097 Planomicrobium koreense 


ref|NR_025010.1 
48 2446624 Alishe 
lteromonadaceae; Alishewanella. 
ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


Alishewanella fetalis 
wanella fetalis 


ref |NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


Bacillus subtilis 
4 2551802 Bacillus 
s. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas orientalis 
monas orientalis 


ref 
sequ 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref |NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; Pseudomonas. 
ref|NR_024881.1| Planomicrobium 

00 2622680 Planomicrobium mcmeekinii 


ref|NR_024877.1 
2625807 262727 
cetales; Propion 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


ref|NR_024876.1 
22 2628862 Gracil 


Gracilibacillus 
ibacillus halotolerans 


Planomicrobium 
1 Planomicrobium 


ref |NR_024864.1 

2633347 263479 
Planomicrobium. 
ref|NR_024858.1| Desulfocella halophila 
73 Desulfocella halophila Bacteria; 
cteraceae; Desulfocella. 
ref|NR_024831.1| Lentibacillus 

2678696 2680219 Lentibacillus 
ibacillus. 
ref|NR_024818.1 

2696496 269800 
xybacillus. 
ref|NR_024817.1 
lus asahii Bacte 


Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


ref|NR_024812.1 
2705678 270719 


Exiguobacterium 
1 Exiguobacterium 
XII. Incertae Sedis; Exiguobacterium. 
ref|NR_024801.1| Alicyclobacillus 
61 2723688 Alicyclobacillus pomorum 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


696924 Bacteria_16S 2757240 2757280 4 44 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

696924 Bacteria_16S 2769193 2769233 4 44 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 2778410 2778450 4 44 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

696924 Bacteria_16S 2785893 2785933 4 44 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

696924 Bacteria_16S 2869582 2869622 4 44 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
696924 Bacteria_16S 2871162 2871202 4 44 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 2872739 2872779 4 44 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 2875904 2875944 4 44 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 


strain IFO15718 16S ribosomal RNA, partial sequence 2875223 28767 


Firmicutes; Bacil 


696924 Bacteria_16S 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacil 


Bacillales; Bacil 


696924 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


696924 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


696924 Bacteria_16S 


caldus strain KU 
Proteobacteria; 


flavithermus stra 
flavithermus Bact 


696924 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


696924 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


696924 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


696924 Bacteria_16S 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


696924 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; G 


696924 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


696924 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


696924 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


696924 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


G 
696924 Bacteria_16S 


lales; Bacillaceae; Bacillus. 


2879050 2879090 4 44 gi 
laceae; Bacillus. 

2882169 2882209 4 44 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3174224 3174264 4 44 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3204678 3204718 4 44 gi 
ibosomal RNA, partial sequence 
rochaetales; 


ma 


Ss; 


Spirochaetaceae; Treponema. 
3219800 3219836 8 44 gi 


ribosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Spirochaet 


696924 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


3316766 3316806 4 44 gi 


tia 


Th 


a. 


ribosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Spirochaet 


a. 


219856872 


219856870 
2881499 28830 


n BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevib 
tes; Bacillales; Paenibacillaceae; Brevibacillus. 

3073141 3073181 4 44 gi| 219846873 |ref|NR_026465.1 
ibosomal RNA, partial sequence 3072467 30738 
ammaproteobacteria; Oceanospirillales; Balneatrix. 

3083835 3083875 4 44 gi|219846866|ref|NR_026458.1 
ain L-64 16S ribosomal RNA, partial sequence 3083185 308466 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoana 
r. 

3172713 3172753 4 44 gi|219846806|ref|NR_026398.1 


3172065 31735 


ceae; 


219846805 


31735 
ermoa 


219846785 
3204032 32054 


219846774 


3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprot 
tes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; C 
3315240 3315280 4 44 gi|219846710|ref|NR_026302.1 


3314589 33160 


219846709 
3316113 3317587 Spirochaeta alkalica Bacteria; 


Thiorhodococcus 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026377.1 


ref|NR_026366.1 


48 Bacillus mojavensis Bacteria; 


ref|NR_024691.1| Bacillus flexus strain 
lus flexus Bacteria; Firmicutes; 
ref|NR_024689.1| Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


2904810 2904850 4 44 gi|219856853|ref|NR_024672.1| Thermaerobacter 
n 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
2997440 2997480 4 44 gi|219846925|ref|NR_026517.1| Acidithiobacillus 
16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 
ammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 
2998969 2999009 4 44 gi|219846924|ref|NR_026516.1| Anoxybacillus 
in DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus 
3000543 3000583 4 44 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
6S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
lales; Bacillaceae; Geobacillus. 
3002109 3002149 4 44 gi|219846922|ref|NR_026514.1| Brevibacillus 


acillus thermoruber 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Treponema amylovorum 


’ 


74 Treponema amylovorum Bacteria; 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


ref|NR_026301.1 


Spirochaeta alkalica 


696924 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


696924 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


696924 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


696924 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


696924 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


696924 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


696924 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


696924 Bacteria_16S 


strain IC079 16S 


Proteobacteria; G 


696924 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


696924 Bacteria_16S 


sporothermodurans 
sporothermodurans 


696924 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


3519528 3519568 4 44 gi| 219846563 
16S ribosomal RNA, partial sequence 35188 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3542510 3542550 4 44 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3545620 3545660 4 44 
somal RNA, complete sequence 
laceae; Bacillus. 

3609660 3609700 4 


gi 


gi 


44 gi 
lales; Planococcaceae; Planococcus. 

3611141 3611181 4 44 gi 
16S ribosomal RNA, partial sequence 

lales; Planococcaceae; Planococcus. 
3614172 3614224 4 55 gi 
bacillales; Carnobacteriaceae; Alloioc 
3629060 3629100 4 44 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3661191 3661231 4 44 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
3690045 3690085 4 44 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3723158 3723198 4 44 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3752592 3752632 4 44 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


oc 


na 


1 
il 


696924 Bacteria_16S 


Isley 16S ribosom 
Mollicutes; Mycop 


696924 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


696924 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


696924 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


696924 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


696924 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


696924 Bacteria_16S 


brockii subsp. fi 


Thermoanaerobacte 


3757135 3757175 4 44 gi 
al RNA, partial sequence 
lasmataceae; Mycoplasma. 
3758640 3758680 4 44 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3797796 3797836 4 44 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3832795 3832835 4 44 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
3879863 3879903 4 44 gi 


gi 


ci 


R 


219846548 
3541838 35433 


219846546 
3544949 35464 


219846499 
16S ribosomal RNA, partial sequence 3608971 36104 


219846498 
219846496 
16S ribosomal RNA, partial sequence 3613485 36150 
219846486 
219846464 
3660516 36619 


219846444 
3689398 36908 


219846419 
219846397 
3751943 37534 


219846394 
3756485 3757942 Mycop 


219846393 
3757993 37594 


219846364 
3797117 37986 


219846340 


uminococ 
219846309 


36104 


cus. 


36283 


dales; P 


eromonad 


sequence 
laceae; 


ricketts 


38321 


ref|NR_026155.1| Mycoplasma genitalium 
49 3520338 Mycoplasma genitalium 
ref|NR_026140.1| Bacillus clausii 


42 Bacillus clausii Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


ref|NR_026090.1| Planococcus citreus 
51 3611882 Planococcus citreus Bacteria; 
ref|NR_026088.1| Alloiococcus otitis 


09 Alloiococcus otitis Bacteria; 


ref|NR_026078.1| Pseudomonas aeruginosa 
74 3629910 Pseudomonas aeruginosa 
seudomonadaceae; Pseudomonas. 
ref|NR_026056.1| Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 
aceae; Glaciecola. 
ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


ref|NR_026010.1| Bacillus 
3722493 3723989 Bacillus 
Bacillus. 
ref|NR_025988.1|] Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


ref|NR_025985.1 
lasma alvi Bacte 


Mycoplasma alvi strain 
ria; Tenericutes; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 

ref|NR_025930.1| Ruminococcus bromii 

73 3833552 Ruminococcus bromii Bacteria; 
cus. 
ref 


NR_025899.1| Caloramator fervidus 


S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
ridia; Clostridiales; Clostridiaceae; Caloramator. 

3881431 3881471 4 44 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
ain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
uy 

3883003 3883043 4 44 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
nnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 

Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacteraceae; Thermoanaerobacter. 
3907647 3907683 8 44 gi|219846289|ref|NR_025879.1| Ureaplasma felinum 


696924 Bacteria_16S 


strain FT2-B 16S 


ribosomal RNA, partial sequence 


3906969 39084 


41 Ureaplasma felinum Bacteria; 


Tenericutes; Moll 


696924 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


696924 Bacteria_16S 


canigenitalium st 
canigenitalium Ba 


696924 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


696924 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


icutes; Mycoplasmataceae; Ureaplasma. 
3909170 3909206 8 44 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


ain M-8 16S ribosomal RNA, 


teria; Firmicutes; Bacillales; 


219846288 
3908492 39099 


3910700 3910736 8 44 gi| 219846287 
rain D6P-C 16S ribosomal RNA, partial sequence 
cteria; Tenericutes; Mollicutes; Mycoplasmatacea 

3930519 3930559 4 44 gi|219846274 
in IFO 12536 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Bacillales; Planococcaceae; Pl 

3958430 3958470 4 44 gi| 219846253 


ref|NR_025878.1| Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 


complete sequence 
Sporolactobacillaceae; 


ref|NR_025877.1] Ureaplasma 
3910020 3911499 Ureaplasma 
e; Ureaplasma. 
ref|NR_025864.1| Planomicrobium 
3929851 3931322 Planomicrobium 
anomicrobium. 
ref|NR_025843.1| Sporolactobacillus 


3957761 3959244 Sporolactobacillus 
Sporolactobacillus. 


696924 Bacteria_16S 
IAM 12464 16S rib 
Bacil 
696924 Bacteria_16S 
strain GS5-97 16S 
Bacil 
696924 Bacteria_16S 
chungwhensis stra 
chungwhensis Bact 


Bacillales; 


Firmicutes; 


Salinimonas. 


696924 Bacteria_16S 
strain R22 16S ri 


3959963 3960003 4 
osomal RNA, partial sequence 
laceae; Bacillus. 

3993781 3993821 4 44 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4005722 4005762 4 44 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


44 gi 


gi 


4010273 4010313 4 44 
bosomal RNA, partial sequence 


gi 


219846252 
3959295 39607 


219846229 
3993148 39945 


219846221 
s 
ri 


219846216 
4009610 40110 


equence 
a; 


Alter 


ref|NR_025842.1| Bacillus firmus strain 
77 Bacillus firmus Bacteria; Firmicutes; 
ref|NR_025819.1| Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


ref|NR_025811.1 
4005071 400647 
omonadales; Alte 


Salinimonas 
7 Salinimonas 
romonadaceae; 


ref|NR_025806.1| Idiomarina ramblicola 
68 Idiomarina ramblicola Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

696924 Bacteria_16S 4042109 4042149 4 44 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

696924 Bacteria_16S 4043641 4043681 4 44 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

696924 Bacteria_16S 4045145 4045185 4 44 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

696924 Bacteria_16S 4076745 4076785 4 44 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

696924 Bacteria_16S 4083019 4083059 4 44 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

696924 Bacteria_16S 4086027 4086067 4 44 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

696924 Bacteria_16S 4129752 4129792 4 44 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

696924 Bacteria_16S 4137415 4137455 4 44 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

696924 Bacteria_16S 4143677 4143717 4 44 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

696924 Bacteria_16S 4169813 4169853 4 44 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

696924 Bacteria_16S 4180619 4180667 8 55 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

696924 Bacteria_16S 4191273 4191313 4 44 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

696924 Bacteria_16S 4195795 4195835 4 44 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
696924 Bacteria_16S 4198720 4198760 4 44 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

696924 Bacteria_16S 4209278 4209318 4 44 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

696924 Bacteria_16S 4212335 4212375 4 44 gi| 219846067 |ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
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710346 Bacteria_16S 4101992 4102016 59 83 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 219406 219429 60 83 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

710346 Bacteria_16S 423110 423133 60 83 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 510614 510637 60 83 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

710346 Bacteria_16S 525830 525853 60 83 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

710346 Bacteria_16S 609212 609235 60 83 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

710346 Bacteria_16S 839671 839694 60 83 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

710346 Bacteria_16S 957479 957502 60 83 gi| 265678406 |ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

710346 Bacteria_16S 959017 959040 60 83 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 1086757 1086780 60 83 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 1296599 1296622 60 83 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 1513356 1513379 60 83 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 1554327 1554350 60 83 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

710346 Bacteria_16S 1561746 1561769 60 83 gi|219846143|ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

710346 Bacteria_16S 1634756 1634779 60 83 gi|219878453|ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

710346 Bacteria_16S 1689501 1689524 60 83 gi|219878414|ref|NR_025553.1]| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

710346 Bacteria_16S 1808189 1808212 60 83 gi|219878330|ref|NR_025469.1]| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

710346 Bacteria_16S 1870660 1870683 60 83 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
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1892240 1892263 60 83 gi|219878269|ref|NR_025408.1] Bacillus 
train DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1911532 1911555 60 83 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
lales; Planococcaceae; Ureibacillus. 

2070366 2070389 60 83 gi|219878143|ref|NR_025282.1| Thermobacillus 
ain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

2094804 2094827 60 83 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2114549 2114572 60 83 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
ibosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
lales; Planococcaceae; Planococcus. 
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ref|NR_025667.1| Anoxybacillus gonensis 


4196627 4198008 Anoxybacillus gonensis Bacteria; 


CCCATGGCCCAACCCTTGTGGGGGGAGTGGTCGAAGGTGGGATCGGCGATTAGGACTAATTCGTAACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCGTAACACATGCAAGTCGGACGGGTTATAGATCTTCGGAGATATAACCAGTGGCGAACGGGT 
GAGTAAAAGGTAGGGACCTGCCCTAAGGACAGAGATAGCTACTGGAAACGGTAGGTAAACTCTGATAAGCCCGAGAGGGGAAAGTGGTAGACAGCCTTAGGATGG 
ACCTACTATCCATCAGGTAGTTGGTGAGGTAAAGGCTTACCAAGCCGATGACGGATAACCGGTGTGAGAGCATGGACGGTCACAAGGGCACTGAGACACGGGCCC 
TACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAAGGAAGAAGTCCCTCGGGATGTAAACTTCTGAAC 
TAATCGAATAAAAGGGTAGTGGACACACTACAGAAGAAGGTAGGTTAGGAAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGT 
TGCCCGGAATTACTGGGTGTAAAGGGGACGTAGGCGGGTGATCAAGTCATCTGTGAAAAGATTGCTCAACGATCGGCTTGCGGATGAAACTGATCATCTTGGGCG 
TAGCAGAGGTAGACGGAATTACCTGAGTAGGGGTGAAATCCGCAGATACAGGTAAGAACGCCGGTGAAGAAGTTGGTCTACTGGGCTACAGCTGACGCTGAGGTC 
CGAAAGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGGCCCTAAACGATGCTCACTAGGTGTAGGGAGCGAAAGACTCTCTGTGCTGAAGCGAACGC 
GCTAAGTGAGCCACCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTAACCG 
AAGAACCTTACCAGGGATTGACATGTAACTGAAGGTAGAGAAATCTACTGGCCTACCGTAAGGTAGGAGGT TACACAGGTGGTGCACGGTCGTCGTCAGCTCGTG 
CCGTGAGGTGTTGGGTTAAGTCCCACAACGAGCGCAACCCCTGCAATTAGTTACCAGCAAGTGAAGTTGGGGACACTAATTGGACAGCCGCCGACGAGGCGGAGG 
AAGGAGGGGATGACGTCAGATAAGCGTGCCCCTTATACTCTGGGCGACACACGTGCTACAATGGGGAGGACAAAGGGAAGCGAAGCCGGAAGGTGGAGCGGATCC 
GGAAAAACTCTCCGTAATATGGATTGTAGGCTGAAACCCGCCTACATGAAGCTGGAATCGCTAGTAATCGCAGGTCAGCCAAACTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGCCACCCGAGTTGGGAACACCTGAAGGCAGTACGGTAGGTACTGTTGAAGGTGGGCTTAGCGAGGGGGGCGAAGTCGTAACAA 
GGTAGGTGTACCGGAAGGTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCAGGGCTAAC 
ACATGCAAGTCGAGCGCACTCTTCGGAGTGAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTGCCCTTCTCTAAGGAATAGCCACTGGAAACGGTGAGTAATAC 
CTTATACGCCCTTCGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTAGATTAGATAGTTGGTGGGTAACGGCCTACCAAGTCTACGATCTATAGCTGGTT 
TTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGCAAGCCTGATCCAGCCATGC 
CGCGTGAGTGATGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGAGATGATAATGACAGTATCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCAGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCC 
TCCAAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACT 
GGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGTGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGCAAGCATGC 
TTGTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGCGGCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTAGGACCGCCAGAGAGATTTGGCTTTCACTCCGGTGACCTAGTGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAGGGAAACTGC 
CCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAA 
AACTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCCGTGCGCCAACCTTTCGAGGGGGCAGCGGACCACGGTGAGCTCAGCGACTGGGGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGTATGCCTTACACATGCAAGTCGAACGG 
CAGCGCGGACTTCGGTCTGGCGGCGAGTGGCGAACGGGTGAGTAATACATTGGAACGTACCCTGTTGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCAT 
ACGACCTGAGGGTGAAAGTGGGGGACCGCAAGGCCTCACGCAGCAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCA 
GTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCTGTAT 
CCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCGCGCTGGTTAATACCTGGCGTGGATGACGGTACCGGAAGA 
ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAG 
GCGTGAAATCCCCGGGCTTAACCTGGGAATTGCGCTTGTGACTGCAAGGCTAGAGTGCGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGA 
TGTGGAGGAATACCGGATGGCGAAGGCAGCCCCCTGGGACGTGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTTCTCAGTAACGATACTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAACTCAAAGG 
AATTGAGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGAGATGCATTA 
GGTGCCCGAAAGGGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGNGCAACCCTTGTCTCTAGT 
TGCTACGCAAGAGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATA 
CAATGGTGCGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTAGTTAGCCTA 
ACCGCAAGGAGGGCGATTACCACGGCAGGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGAAGTCTTCGGACTTAGTGGCGCACGGGTGAGTAACACGTGGGAATATACCTTT 
CGCTGGGGGATAACATCGGGAAACTGATGCTAATACCGCATACGCCCTACGGGGGAAAGATTTATCGGCGAGAGATTAGCCCGCGTCCGATTAGGTAGTTGGTGA 
GGTAACGGCTCACCAAGCCTGCGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGACGGGGACGATGATGACGGTACCCGTA 
GAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTCGATCAGT 
CAGAAGTGAAAGCCCCGGGCTTAACCTGGGAACTGCTTTTGATACTGTCGAGCTTGAATCACGGAGAGGGTAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAG 
ATATTCGGAAGAACACCAGTGGCGAAGGCGACTACCTGGCCGTCGATTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGAGTGCTAGTTGTTGGGGTGCATGCACCTCAGTGACGCAGCTAACGCGTTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGGAACGTATGATCACCAGAGAT 
GGTGACTTGTCTTCGGACGCGTTCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCTTC 
AGTTGCCATCATTTAGTTGGGCACTCTGAAGAAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACAC 
ACGTGCTACAATGGTGGTGACAATGGGTTGCTAACCCGCGAGGGCCAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGTACTCTGCAACTCGAGTGCATGAAG 
TCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGCCGG 
TGAGCTAACCGCAAGGAGGCAGCCGACCACGGTAAGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGCTCAGGACGAACGCNGGCGTCGTGCCTCACACATGCGAGTCGAGCGGAGAGCTCAATAATAGTTC 
TTAGAGAGTTCTTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTACCTAGTAGACCGGGACAACCCTTGGAAACGAGGGCTAATACCGGATNAGCTTAATTA 
GTGGCATCACTGATTAAGGAAAGATGGCCTCTGAAGATGCTATCGTTAGTAGATGGATCCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGAC 
GATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGT 
CTGACGGAGCAACGCCGCGTGTACGACGAAGGCCTTCGGGTTGTAAAGTACTGTCTTCAGGGACGAACGGTAAGTATGTAAAGAATGTACTTACATGACGGTACC 
TGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGCGCGTAGGCGGATACTT 
AAGTCTGGTGTGAAAACCTAGGGCTCAACCCTGGGACTGCATCGGAAACTGGGTATCTTGAGGACAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGC 
GTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGAGTGCTAGGTGTAGAGGGTATCGACCCCTTCTGTGCCGCAGTTAACACACTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCCATAGAATCTTGGGG 
AAACNNGNGAGTGCCCTTCGGGGAGCTATGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCT 
ATGTTTAGTTGCTAACGCGTAATGGTGAGCACTCTAGACAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTACACACGTGCTACAATGGCCAGTACAGACGGAAGCGAGCCGTGAGGTGAAGCCAATCCGAGAAAGCTGGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGA 
ACATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCTGCAACACCC 
GAAGCCGGTGAGGTAACCCGAAAGGGAGCTAGCCGTCGAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGNNNNNNNNNNN 


710346 Bacteria_16S 4211870 4211893 60 83 gi|219846067 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

710346 Bacteria_16S 4221101 4221124 60 83 gi| 219846060 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacil 
Bacillales; Bacillaceae; Anaerobacillus. 

710346 Bacteria_16S 100074 100096 61 83 gi| 265678996 
strain SL-4 16S ribosomal RNA, complete sequence 99832 10139 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

710346 Bacteria_16S 161072 161094 61 83 gi| 265678955 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clos 
710346 Bacteria_16S 187017 187039 61 83 gi| 265678938 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; 
710346 Bacteria_16S 197600 197622 61 83 gi| 265678931 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Cl 
710346 Bacteria_16S 320919 320941 61 83 gi| 265678846 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; 
710346 Bacteria_16S 501523 501545 61 83 gi| 265678717 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 50281 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 531887 531909 61 83 gi| 265678697 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 53318 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 606142 606164 61 83 gi| 265678647 
picturae strain R-5321 16S ribosomal RNA, partial sequence 60592 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
710346 Bacteria_16S 718263 718285 61 83 gi| 265678569 
marismortui strain 123 16S ribosomal RNA, complete sequence 71801 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
710346 Bacteria_16S 1055268 1055290 61 83 gi| 265678340 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Parali 
710346 Bacteria_16S 1219822 1219848 60 86 gi| 219878362 


strain 01-570-1 1 


Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 
710346 Bacteria_16S 1265097 1265119 61 83 gi| 219846539 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

710346 Bacteria_16S 1356195 1356217 61 83 gi|228720131 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiale 
710346 Bacteria_16S 1419325 1419347 61 83 gi| 224581445 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 1441002 1441024 61 83 gi| 224581427 
milosensis strain SH714 16S ribosomal RNA, partial sequence 14407 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
710346 Bacteria_16S 1585937 1585959 61 83 gi| 219878487 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 15872 
Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 1630094 1630116 61 83 gi| 219878456 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 1636218 1636240 61 83 gi| 219878452 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacil 
Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 1637709 1637731 61 83 gi|219878451 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacil 
Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 1651394 1651416 61 83 gi|219878441 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial se 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; 
710346 Bacteria_16S 1684952 1684974 61 83 gi| 219878418 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 16861 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 1701933 1701955 61 83 gi| 219878406 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
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Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 2872276 2872298 61 83 gi|219856876|ref|NR_024695.1 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 2873866 2873888 61 83 gi| 219856875 |ref|NR_024694.1 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 287517 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

710346 Bacteria_16S 2877022 2877044 61 83 gi| 219856873 |ref|NR_024692.1 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 287831 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

710346 Bacteria_16S 2983308 2983330 61 83 gi|219846934|ref|NR_026526.1 
strain JaH 16S ribosomal RNA, partial sequence 2983106 29845 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

710346 Bacteria_16S 3034900 3034922 61 83 gi|219846899|ref|NR_026491.1 
strain DS1 16S ribosomal RNA, partial sequence 3034695 30361 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

710346 Bacteria_16S 3036423 3036445 61 83 gi|219846898|ref|NR_026490.1 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 303768 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 
710346 Bacteria_16S 3120847 3120869 61 83 gi|219846841|ref|NR_026433.1 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 3120644 312214 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus 

710346 Bacteria_16S 3122394 3122416 61 83 gi|219846840|ref|NR_026432.1 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoni 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammon 
710346 Bacteria_16S 3248185 3248207 61 83 gi|219846755|ref|NR_026347.1 
strain WV6 16S ribosomal RNA, partial sequence 3247999 32493 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

710346 Bacteria_16S 3360599 3360621 61 83 gi|219846676|ref|NR_026268.1 


halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 


3360383 336190 
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lales; Bacillaceae; Bacillus. 

1789792 1789814 61 83 gi|219878342|ref|NR_025481.1]| Virgibacillus 
n LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

1801996 1802018 61 83 gi|219878334|ref|NR_025473.1]| Bacillus 
rain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
cteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1823532 1823554 61 83 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
tes; Bacillales; Bacillaceae; Halobacillus. 
6S 1841837 1841859 61 83 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
lales; Bacillaceae; Bacillus. 
6S 1945216 1945238 61 83 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 
16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 
lales; Bacillaceae; Bacillus. 
6S 2038013 2038035 61 83 gi| 219878169 |ref|NR_025308.1| Virgibacillus proomii 
16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
lales; Bacillaceae; Virgibacillus. 

2119156 2119178 61 83 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
lales; Bacillaceae; Halobacillus. 

2191812 2191834 61 83 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 

ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
lales; Bacillaceae; Amphibacillus. 

2381403 2381425 61 83 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 

ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
lales; Bacillaceae; Bacillus. 
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e 


gi| 219846196 
39998 4041459 Bacil 
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gi| 219846309 


Caloramato 
gi|265678791 
Tenuibacillus. 

gi| 265678582 
699985 70142 


ref |NR_026267.1 
41 Salimicrobium 


ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref |NR_026149.1 


m. 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref |NR_026147.1 
na maxima Bacter 


ref|NR_026146.1 


ref |NR_026143.1 


ref|NR_026142.1 
15 Bacillus 


ref|NR_026141.1 
87 Bacillus 
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98 Bacillus 


ref|NR_026138.1 
54 Bacillus 
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ref|NR_026112.1 
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Clostridiaceae; 
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m. 
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ref |NR_025842.1 


ref 
lus 


NR_025786.1 
fordii Bacte 


ref|NR_025785.1 


ref|NR_025899.1 
rs 
ref|NR_029096.1 
0 396528 Tenuib 


ref |NR_028887.1 
2 Paenibacillus 


ref |NR_027206.1 


63 Lactobacillus 


ref|NR_025474.1 
19 1801737 Paenib 


Paenibacillus. 
83 gi|224581425 
1122944 11244 
Lactobacillus. 
83 gi| 219878335 
18002 
Paenibacillaceae; Paenibacillus. 
83 gi|219878160 
Paenibacillus. 


cohnii Bacteria; 


77 Bacillus firmus Bacteria; 


Salimicrobium album 
album Bacteria; 


Clostridium 
2 Clostridium 
ostridium. 
Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 

Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Clostridium 
2 3551038 Clostridium 
lostridium. 

Clostridium 
5 Clostridium 
Clostridium. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Bacillus firmus strain 
Firmicutes; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Tenuibacillus 
acillus multivorans 


Paenibacillus odorifer 
odorifer Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Paenibacillus 
acillus stellifer 


ref |NR_025299.1 


Paenibacillus borealis 


2047168 2048707 Paenibacillus borealis Bacteria; 


juripiscarius str 
juripiscarius Bac 
7 
strain DSM 4864 1 
irmicutes; Lacto 


mylolyticus stra 
mylolyticus Bact 


alicampi strain 
acteria; Firmicu 


F 
7 
al 
al 
7 
s 
B 
7 
islandicus strain 
Bacteria; Nitrosp 
7 
strain lacT 16S r 
Proteobacteria; D 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


albertensis strai 
albertensis Bacte 


Acidithiobacillus. 
716736 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 


toyohensis strain 
ToBE Bacteria; Fi 


caldus strain KU 
Proteobacteria; G 
subsp. tularensis 
subsp. tularensis 
Francisella. 


strain HQgoel 16S 
Proteobacteria; D 


strain DM-2 16S r 
Proteobacteria; D 


strain L1/68 16S 
Proteobacteria; G 
strain LYP 16S ri 
Proteobacteria; D 
7 
strain 087-AZ-H 1 


Proteobacteria; Gammaproteobacteria; Legionellales; Leg 
716736 Bacteria_16S 3718823 3718748 19 93 gi 
halophilus strain DSM 6132 16S ribosomal RNA, partial s 
halophilus Bacteria; Proteobacteria; Gammaproteobacteri 
Halothiobacillus. 

716736 Bacteria_16S 3816382 3816307 19 93 gi 
hydrothermalis strain R3 16S ribosomal RNA, partial seq 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobac 
Halothiobacillus. 
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16736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


Aeromonas. 
716736 Bacteria_16S 


716736 Bacteria_16S 


16S ribosomal RNA, partial sequence 2996783 29982 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 
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Paenibacillus 
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9 Thermodesulfobacterium 
desulfobacteriaceae; 


Acidithiobacillus 
Acidithiobacillus 
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Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 


cidithiobacillus. 
Francisella tularensis 
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rancisellaceae; 
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9 Syntrophus buswellii Bacteria; 
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4 Halothiobacillus 
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Halothiobacillus 
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83 Escherichia coli Bacteria; 
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ref|NR_029311.1 
89036 90489 


Thermodesulfobacterium 
Thermodesulfobacterium 


716736 Bacteria_16S 195367 195285 10 90 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 

716736 Bacteria_16S 806801 806727 20 93 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

716736 Bacteria_16S 2224196 2224122 20 93 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 


15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

716736 Bacteria_16S 2354803 2354729 20 93 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 

716736 Bacteria_16S 3777001 3776927 20 93 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 

716736 Bacteria_16S 178562 178481 11 90 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

716736 Bacteria_16S 265641 265556 10 93 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
716736 Bacteria_16S 788430 788349 11 90 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 
strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

716736 Bacteria_16S 902522 902449 21 93 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

716736 Bacteria_16S 1140521 1140448 21 93 gi|253680763|ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 

716736 Bacteria_16S 1646162 1646081 11 90 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

716736 Bacteria_16S 1653701 1653616 10 93 gi|219878439|ref|NR_025578.1| Thermomonas brevis 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

716736 Bacteria_16S 1766522 1766449 21 93 gi|219878360|ref|NR_025499.1| Alkalilimnicola 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
716736 Bacteria_16S 2026752 2026671 11 90 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

716736 Bacteria_16S 2320170 2320085 10 93 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

716736 Bacteria_16S 2506445 2506372 21 93 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 
strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 

716736 Bacteria_16S 3300358 3300277 11 90 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

716736 Bacteria_16S 3612924 3612843 11 90 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

716736 Bacteria_16S 3650735 3650654 11 90 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

716736 Bacteria_16S 3652276 3652195 11 90 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

716736 Bacteria_16S 3813318 3813237 11 90 gi|219846354|ref|NR_025945.1]| Aeromonas 
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n e-p10 16S ribosomal RNA, partial sequ 
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ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
omonadales; Mora: 


ref|NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026117.1 


e; Legionella. 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026049.1 


teriaceae; Erwin 
ref |NR_025947.1 


aceae; Pseudomon 
ref |NR_025798.1 
4021723 402321 
omonadales; Mora 


ref |NR_025763.1 


Aquicella. 

ref |NR_025661.1 
4205616 420703 

romatiales; Ecto 


ref 


gi 


Shigella flexneri 
la flexneri Bacteria; 
lla. 

Pseudoalteromonas 
alteromonas rubra 


seudoalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 
a 
Acinetobacter junii 
junii Bacteria; 
an 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Legionella feeleii 


54 Legionella feeleii Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Methylocaldum 

ocaldum szegediense 
Methylocaldum. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Psychrobacter 

6 Psychrobacter 

xellaceae; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Klebsiella variicola 


NR_025635.1 


4234473 4235884 Klebsiella variicola Bacteria; 


Bacteria; 


716736 Bacteria_16S 
strain N. Pfennig 


57023 56952 23 93 gi 


58524 58453 23 93 
2711 16S ribosomal 
Gammaproteobacteria; Chromatiales; 
61601 61518 12 93 
sequence 


gi 


gi 


Gammaproteobacteria; 


96252 96169 12 93 gi 


2611 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Chromatiales; 
716736 Bacteria_16S 
strain N. Pfennig 
Proteobacteria; 
716736 Bacteria_16S 
strain Y6 16S ribosomal RNA, partial 
Proteobacteria; 
716736 Bacteria_16S 


RNA, partial sequence 


60630 
Xanthomonadales; Xanthomonadaceae; 
265678999 


265679026 
56079 
Chromatiaceae; 
265679025 
57580 
Chromatiaceae; 
265679023 
62129 


aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 


aespoeensis Bacteria; 
Desulfovibrio. 
716736 Bacteria_16S 
strain BAL-1 16S 


Proteobacteria; 


131358 131275 12 93 
ribosomal RNA, complete sequence 


gi 


Deltaproteobacteria; 


265678975 
130392 131902 Chrysiogenes 


Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


716736 Bacteria_16S 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 
succinoxidans Bacteria; 
Desulfuromusa. 
716736 Bacteria_16S 
strain Kysw2 16S 
Proteobacteria; 

716736 Bacteria_16S 
strain 1H 9 16S 
Proteobacteria; 

716736 Bacteria_16S 


142052 141969 12 93 gi 


Proteobacteria; 


143536 143453 12 93 

ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales; 
215517 215450 22 89 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
285356 285273 12 93 gi 


gi 


Deltaproteobacteria; 


265678968 


265678967 
142594 144031 Desulfuromusa 
Desulfuromonadaceae; 
265678919 
214535 216002 Halomonas elongata Bacteria; 
Halomonadaceae; 
265678870 


Desulfuromonadales; 


ref|NR_029334.1 
57529 


Thiocystis gelatinosa 
Thiocystis gelatinosa 
Thiocystis. 
ref |NR_029333.1| Thiocystis violacea 
59029 Thiocystis violacea Bacteria; 
Thiocystis. 
ref |NR_029331.1| Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 
Xanthomonas. 
ref|NR_029307.1| Desulfovibrio 
95265 96764 Desulfovibrio 


Desulfovibrionales; Desulfovibrionaceae; 


ref|NR_029283.1| Chrysiogenes arsenatis 


arsenatis Bacteria; 


ref |NR_029276.1 
141109 142543 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 
ref|NR_029275.1| Desulfuromusa kysingii 
kysingii Bacteria; 
Desulfuromusa. 
ref|NR_029227.1| Halomonas elongata 
Halomonas. 


ref|NR_029176.1] Desulfobulbus 


rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 


Bacteria; 


irmicutes; 


acteria; 


acidaminovorans Bacteria; 


16736 Bacteria_16S 


323276 323205 23 93 
complete sequence 
Halanaerobiales; 


gi 


341911 341840 23 93 gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


483654 483571 12 93 gi 


Halanaerobiaceae; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
716736 Bacteria_16S 
strain H168 16S ribosomal RNA, 
F Clostridia; 

716736 Bacteria_16S 

marinus strain MH-110 16S ribosomal RNA, partial sequence 
B 

7 


265678845 
322285 323818 Halothermothrix orenii Bacteria; 
Halothermothrix. 
265678830 


Desulfobulbaceae; Desulfobulbus. 
ref|NR_029150.1| Halothermothrix orenii 


ref |NR_029135.1| Hydrogenovibrio 


340936 342344 Hydrogenovibrio marinus 
Piscirickettsiaceae; 
265678729 


Hydrogenovibrio. 


ref |NR_029034.1| Dethiosulfovibrio 


acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
582843 582772 23 93 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 


716736 Bacteria_16S 
strain LF13 16S ribosomal RNA, partial sequence 


Caldithrix. 


716736 Bacteria_16S 
strain L1-92 16S 


Firmicutes; 


acteria; 


Clostridia; Clostridiales; Lachnospiraceae; 
716736 Bacteria_16S 
strain ThSch 12 1 
Proteobacteria; 
716736 Bacteria_16S 
6611 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
716736 Bacteria_16S 
halophila strain 
B 
7 


16736 Bacteria_16S 
subterraneus strain C21 16S ribosomal RNA, 
subterraneus Bacteria; 
Thermaerobacter. 
716736 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 
716736 Bacteria_16S 


658613 658530 12 93 
ribosomal RNA, partial sequence 


gi 


703931 703860 23 93 gi 


732842 732771 23 93 gi 


Chromatiales; Chromatiaceae; 


734265 734194 23 93 gi 


802290 802207 12 93 gi 


Firmicutes; Clostridia; 


814540 814469 23 93 gi 


853828 853745 12 93 gi 


4270 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


265678610 
657665 659120 Anaerostipes 
Anaerostipes. 
265678580 
6S ribosomal RNA, partial sequence 702960 704365 Lamprocystis 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
265678560 
731878 733268 Thiocapsa 
Thiocapsa. 

265678559 
733319 734742 Thiohalocapsa halophila 
Chromatiaceae; 
265678511 
complete sequence 
Clostridiales; 


265678503 
e 
hales; 
265678477 


81355 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 


conservatrix Bacteria; 
Desulforegula. 
716736 Bacteria_16S 
mexicanus strain 


Bacteria; 


Proteobacteria; 


858520 858437 12 93 gi 
Deltaproteobacteria; 


867718 867635 12 93 gi 


884162 884079 12 93 gi 


Deltaproteobacteria; 


Lupl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
716736 Bacteria_16S 
strain CFBP 4188 
Proteobacteria; 

716736 Bacteria_16S 


265678473 


85752 


Desulfovibrionales; 
265678467 
16S ribosomal RNA, partial sequence 866725 86827 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
265678455 


hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 


Clostridiales Family XVII. 


Piscirickettsiaceae; 


581868 583371 Caldithrix abyssi Bacteria; 


ref|NR_028915.1| Anaerostipes caccae 


caccae Bacteria; 
ref|NR_028885.1| Lamprocystis purpurea 
purpurea Bacteria; 
Lamprocystis. 
ref|NR_028864.1| Thiocapsa rosea strain 
rosea Bacteria; Proteobacteria; 


ref|NR_028863.1| Thiohalocapsa 

Thiohalocapsa. 

ref|NR_028814.1| Thermaerobacter 
801287 802838 Thermaerobacter 


Incertae Sedis; 


ref|NR_028806.1| Thioalkalimicrobium 
9 815058 Thioalkalimicrobium cyclicum 
Thioalkalimicrobium. 
Desulforegula 
Desulforegula 


ref |NR_028780.1 
852834 854357 


Desulfobacterales; Desulfobacteraceae; 


ref|NR_028776.1| Desulfovibrio 
6 859025 Desulfovibrio mexicanus 
Desulfovibrionaceae; Desulfovibrio. 
ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
Xanthomonas. 
ref|NR_028757.1| Desulfacinum 

883190 884650 Desulfacinum 


NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGC 
GACAACATTGAACCTTCGGGGGATTTGTTGGGCGGCGAGCGGCGGACGGGTGAGTAATGCTTAGGAATTTGCCCAGTCGAGGGGGACAACAGTTGGAAACGACTG 
CTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGCTCTTCGGACCTTGCGCGATTGGATAAGCCTAAGTGAGATTAGCTAGTTGGTGAGGTAATGGCTCACCA 
AGGCGACGATCTCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTAGTGGTTAATACCCGCTAGCTGTGAC 
GTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGCGG 
CCAAGTCAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTGATACTGCTTGGCTAGAGTCCTTGAGAGGGGGGTAGAATTTCAGGTGTAGCGGTG 
AAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGCAAGAGACTGACGCTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGTCTATTAGGAGTCTGTGCCCTTGAGGCGTGGGTTCCAAAGCTAACGCATTAAATAGACCGCCTGGGGAGTACGGCCGCAAGG 
TTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCAGAGAACTT 
ACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCCTATGTTGCCAGCGCGTAATGGCGGGAACTCATGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGG 
TAGGGCTACACACGTGCTACAATGGTCAGTACAAAGGGTTGCCAACTCGCGAGAGTGAGCCAATCCCATAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTC 
GACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGC 
AAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGAT 
CACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGC 
AAGTCGGACGGTGAACCTGCTTCGGGTGGGGGATCAGTGCCGAACGGGTGAGTAACACGTGGCCAACCTGCCCCCGGCTCTGGGATAACTCCAAGAAATTGGGGC 
TAATACCGGATGTGACCGCTGCCCGCATGGTCTGGTGGTGGAAAGGGTTTCCGGCTGGGGATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACC 
AAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCAGACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCCGTGAGGTGACGGTACCTGCAGAAGAAG 
CACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTGGTCGCGTCGGCTGT 
GAAAACCCGGAGATCAACTCCGGGCCTGCAGTCGATACGGGCCGACTTGAGTGTTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAG 
GAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAACAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGCAA 
ACGTTGGGCGCTAGGTGTGGGGGCCATTCCACGGTCTCCGTGCCGCAGATAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTACTTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATGCACGGAAATCTCGCAGAGATGCGGG 
GTCCGCAAGGGCCGTGCACAGGTGGTGCATAGTTGTCGCCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAG 
CACGTGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTGCAAACATGCT 
ACAATGGCCGGAACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAG 
TCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGGCTTGTACACACCGCCCGTCACGTCACGAAGGTCGTTAACGCCCGAAGCCGGTGGCC 
CAACCCCTTGTGGGAGGGAGCCGTCGAGGCGGGGATCGGTGATTGGGACGAAGTCGTAACAAGGTTGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGGTGGTGCTTGCACTGCCTGATTAGTGGCGAA 
CGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTTCGGGATAACCTCGGGAAATCGAGGCTAATACCGGATATGAGCTTCTGCCGCATGGTGGGGGTTGTAAAG 
ATTTATCGGTGAGGGATGGACTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTC 
GGGTTGTAAACCCCTTTCAGTAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAA 
GCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGCTTGTCGCGTCTGCCGTGAAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCT 
AGAGTGTGGTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGACACT 
GAGAAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTA 
GCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCTGATTAATTCGAT 
GCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGGACGGTCGCAGAGATGTGGCTTTCTTCGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAAGCATGCTACAATGGCCGGTACAATGGGTTGCGAAACTGTGAGGTGGAGCGAATC 
CCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCCATCCTCGTGAGGGAGCTGTCGAAGGTGGGATCGGTGATTGGGACTA 
AGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATAAACGCTGGCGGCGTGCCTAACACA 
TGCAAGTCGAACGAGAAAGCCTTAATCTTCGGATGGGCGAGTAAAGTGGCGCACGGGTGAGTAACGCGTAGGTAACCTACCCCCGGGACCGGGATAACAGTGCGA 
AAGTGCTGCTAATACCGGATACGATTGTGGAGCGGGAGCTCTACGATGAAAGTCGGCCTCTCAGAGAAGCCGATGTTCGGGGATGGGCCTGCGTCCTATCAGCTG 
GTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGC 
AGTGAGGAATTTTGCGCAATGGCCGCAAGGCTGACGCAGCAACGCCGCGTGGGTGAAGAAGGCCTTCGGGTCATAAAGCCCTGTCAGGTGGGAAGAACACCATGG 
GGACGAATAAGCTTCATGGCTGACGGTACCACCAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATTCGGAATTAC 
TGGGCGTAAAGCGCGTGCAGGCGGCTTGGCAAGTCTGATGTGAAAGCCCCGGGCTTAACCTGGGAAGTGCATTGGAAACTGCCGGACTTGAGTACTGGAGAGGAA 
GGGGGAATTCCCGGTGTAGAGGTGAAATTCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGCCCTTCTGGACGGTTACTGACGCTGAGACGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGCACTAGGTGTAGCGGGTACTCATTCCTGCTGTGCCGCAGCTAACGCGTTAAGTGCT 
CCGCCTGGGGATTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTA 
CCTGGGCTTGACATCCCCGGACGGCCCTGGAAACAGGGATTTCCCCTTCGGGGGACCGGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAAGCAGCGCAACCCTTGCCTTTACTTGCCATCAATTGAGTTGGGCACTCTAAAGGGACTGCCGGTGTGAAACCGGAGGAAGGTGGGGATGA 
CGTCAAGTCCTCATGGCCTTTATGCCCAGGGCTACACACGTACTACAATGGGCGGTACAAAGGGAAGCGAGCCCGCGAGGAGGAGCCAACCCCAAAAAGCCGTTC 
ACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCACGAAAGTCGGCTGTACCAGAAGTGCGTGGGCTAACTTTTCGGAGAGGCAGCGTACCAAGGTGTGGTCGGTAATTGGGGTGANNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACGCTAG 
AGCTTGCTCTGGTTGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATACGAGA 
CGCGACCGCATGGTCGGCGTCTGGAAAGTTTTTCGGTCAAGGATGGACTCGCGGCCTATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGTCGACGGGTAGC 
CGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGC 
GACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGGTGTGAAAACTCAAGGCTCAACCT 
TGAGCTTGCATCGGGTACGGGCAGACTAGAGTGTGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG 
GCAGGTCACTGGGCCACTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGG 
GGCTCATTCCACGAGTTCCGCGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAATCGGCCAGAGATGGTCGCGTCTTCGGACTGGTGTACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTCATGGTGGGGACTCA 
TAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGG 
CTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGATGGAG 


hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfacinum. 


Bacteria; 


716736 Bacteria_16S 
sibiricum strain 
Proteob 


900986 900915 23 93 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 


265678444 
e 
hales; 


16736 Bacteria_16S 


993605 993534 23 


apovorans strain OM 16S ribosomal RNA, 
acteria; Firmicutes; Clostridia; 


7 
s 
B 
716736 Bacteria_16S 998258 998187 23 


kuenenii strain JB-Al 16S ribosomal RNA, 


Bacteria; Proteob 
716736 Bacteria_16S 
chilensis strain 
Bacteria; Proteob 
716736 Bacteria_16S 
strain JB-A2 16S 
Proteobacteria; G 
716736 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 
716736 Bacteria_16S 
thermophila strai 
Bacteria; Proteob 
716736 Bacteria_16S 1172310 1172227 12 
peptidovorans DSM 11002 16S 

peptidovorans DSM 11002 Bact 
Dethiosulfovibrio 
716736 Bacteria_16S 1312515 1312432 12 
pv. juglandis strain LMG 747 
pv. juglandis Bacteria; Prot 
Xanthomonas. 
716736 Bacteria_16S 
antibioticus stra 
antibioticus Bact 
Lysobacter. 
716736 Bacteria_16S 
strain PC18 16S r 
Firmicutes; Clost 
716736 Bacteria_16S 
strain PC80 16S r 
Firmicutes; Clost 
716736 Bacteria_16S 
neutrophila strai 
neutrophila Bacte 
Halorhodospira. 
716736 Bacteria_16S 


999770 999699 23 


1001290 1001219 23 
ribosomal RNA, partial 
1027086 1027003 12 
ria; 


Proteobacteria; 


1030078 1030007 23 


eria; 


eobacteria; 


1429411 1429328 12 
eria; Proteobacteria; 


1518599 1518516 12 


1520111 1520028 12 


1787588 1787517 23 
ria; Proteobacteria; 


1904968 1904897 23 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; Proteob 
716736 Bacteria_16S 
roseopersicina st 
roseopersicina Ba 
716736 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 

16736 Bacteria_16S 2184921 2184838 12 
aiwanensis strain CB-226 16S ribosomal 
aiwanensis Bacteria; Proteobacteria; 
seudoxanthomonas 
16736 Bacteria_16S 


2061989 2061918 23 


cteria; Proteobacteria; 
2163622 2163539 12 


cteria; Proteobacteria; 


7 
t 
t 
P 5 
7 2256320 2256237 12 
mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


716736 Bacteria_16S 


teria; Proteobacteria; 


2318576 2318493 12 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Proteob 


Clostridiales; 


acteria; Gammaproteobacteria; Thiotric 
Ch-1 16S ribosomal RNA, 
acteria; Gammaproteobacteria; Thiotric 
ammaproteobacteria; Thiotrichales; Pis 
n ASRB2 16S ribosomal RNA, partial seq 
Deltaproteobacter 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
ribosomal RNA, partial sequ 


Synergistetes; 


16S ribosomal RNA, partial 
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716736 Bacteria_16S 2468899 2468828 23 93 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
716736 Bacteria_16S 2504900 2504817 12 93 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

716736 Bacteria_16S 2648197 2648126 23 93 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 

716736 Bacteria_16S 2757548 2757465 12 93 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

716736 Bacteria_16S 2780173 2780102 23 93 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
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Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3191421 3191338 12 93 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3192973 3192890 12 93 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
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716736 Bacteria_16S 3235202 3235131 23 93 gi|219846764|ref|NR_026356.1| Thermosyntropha 
lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 

716736 Bacteria_16S 3289615 3289532 12 93 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

716736 Bacteria_16S 3291140 3291057 12 93 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

716736 Bacteria_16S 3292692 3292609 12 93 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

716736 Bacteria_16S 3294244 3294161 12 93 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

716736 Bacteria_16S 3295794 3295711 12 93 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

716736 Bacteria_16S 3388688 3388617 23 93 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

716736 Bacteria_16S 3489630 3489547 12 93 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

716736 Bacteria_16S 3521366 3521283 12 93 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

716736 Bacteria_16S 3525858 3525787 22 93 gi|219846559|ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 3839077 3839006 23 93 gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
716736 Bacteria_16S 4065025 4064942 12 93 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

716736 Bacteria_16S 4066549 4066466 12 93 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

716736 Bacteria_16S 4086324 4086253 23 93 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

716736 Bacteria_16S 75199 75125 20 93 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

716736 Bacteria_16S 78067 77993 20 93 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

716736 Bacteria_16S 105456 105362 1 93 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
716736 Bacteria_16S 186200 186130 23 93 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

716736 Bacteria_16S 220165 220095 23 93 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

716736 Bacteria_16S 283803 283729 20 93 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

716736 Bacteria_16S 362691 362617 20 93 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

716736 Bacteria_16S 460816 460730 9 93 gi|265678744|ref|NR_029049.1| Amycolatopsis 
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bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
685766 685692 20 93 gi 
In04 16S ribosomal RNA, partial sequen 
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493001 492919 10 90 gi| 265678723 |ref|NR_029028.1 
bosomal RNA, partial sequence 492024 493535 Marinobacter 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 

529686 529600 9 93 gi|265678699|ref|NR_029004.1 
ribosomal RNA, partial sequence 528726 53019 

Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

676863 676789 20 93 gi| 265678598 |ref|NR_028903.1 


675861 67745 


ae; Anaero 
265678592 
ce 68477 
acterales; 
265678591 

68634 
acterales; 
265678537 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


265678526 
ce 77827 
acterales; 
265678441 
ence 90455 
aerobacter 


253680760 
quence 
teria; Pse 


228720470 


somal RNA, partial sequence 1165300 1166687 Clost 


elotrichac 

228715634 
11940 

obacterale 


219846399 


1271016 1272493 Desul 


eae; Desul 
228718892 
partial se 


anaerobact 
219857153 


1404010 14055 


ocystineae 
219857506 


1483159 14846 


Halomonad 
219846365 
somal RNA, 
Bacteria; 
anaerobact 
219873435 
sequence 
cteria; De 


219878379 
quence 
Aeromonad 


219878267 


6S ribosomal RNA, partial sequence 1895145 18966 


Desulfoba 
219878211 
ce 19752 
acterales; 
219878209 
19783 
acterales; 
219878207 


6 Anaerobaculum 
baculum. 
ref|NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


’ 


ref|NR_028008.1 
144133 114556 


udomonadales; Ps 


R 


ref 
ridi 
eae. 
ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


NR_027592.1 
um spiroform 


ref 
fone 
fone 

ref 
quen 


NR_025990.1 
ma magnum Ba 
ma. 
NR_027577.1 
ce 131309 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


er. 


ref |NR_024781.1 


; Ha 
ref 


liangiaceae; 
NR_025094.1 
aceae; Kushneria 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref|NR_025194.1 

1516159 151759 
sulfobacterales; 
ref|NR_025518.1 

1741287 174278 
ales; Succinivib 


, 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Anaerobaculum mobile 
mobile Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 

Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 

Marinobacter litoralis 


litoralis Bacteria; 


ter. 

Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 

Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Clostridium spiroforme 
e DSM 1552 Bacteria; 


Carboxydibrachium 
ydibrachium pacificum 


acteraceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Thermoanaerobacter 
4 1314606 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 


ref |NR_025346.1 


Chondromyces robustus 


1981436 1982973 Chondromyces robustus Bacteria; 
Sorangiineae; Polyangiaceae; Chondromyces. 


716736 Bacteria_16S 
lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 

716736 Bacteria_16S 
apiculatus strain 
apiculatus Bacter 
Chondromyces. 

716736 Bacteria_16S 


ria; 


yonseiensis strain KBl 16S ribosomal RNA, partial seque 


Bacteria; Firmicutes; 
716736 Bacteria_16S 


strain ILE-3 16S ribosomal RNA, partial sequence 
Synergistia; 


Synergistetes; 
716736 Bacteria_16S 
aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 

716736 Bacteria_16S 
burkinensis strai 
Bacteria; Proteob 
716736 Bacteria_16S 
strain CVL 16S ri 
Proteobacteria; D 
716736 Bacteria_16S 
strain MKT 106 16 
Proteobacteria; G 
716736 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
716736 Bacteria_16S 
strain RF-4 16S r 
Deinococcus-Thermus; 
716736 Bacteria_16S 
strain GraMall 16 
Proteobacteria; D 
716736 Bacteria_16S 
amylolytica strai 
amylolytica Bacte 
Succinimonas. 

716736 Bacteria_16S 
sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacter. 
16736 Bacteria_16S 
alotolerans DSM 
acteria; Proteob 
16736 Bacteria_16S 


ria; 


ria; 


adiodurans Bacteria; 
16736 Bacteria_16S 


acteria; Firmicutes; 
16736 Bacteria_16S 
fricanus strain 
fricanus Bacteri 
Desulfovibrio. 
716736 Bacteria_16S 
neopropionicum st 
neopropionicum Ba 
716736 Bacteria_16S 
palmitatis strain 
Bacteria; Proteob 
716736 Bacteria_16S 
strain Wai33 16S 
Deinococcus-Thermus; 
716736 Bacteria_16S 
strain YT-1 16S r 
Deinococcus-Thermus; 
716736 Bacteria_16S 


9M NWS AIK K YODA 


S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 


teria; 


cteria; 


1984006 1983932 20 


n Sy t2 16S ribosomal RNA, partial seq 


Proteobacteria; 


1985590 1985516 20 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


2388276 2388182 1 


Clostridia; 
2560594 2560520 20 


Synergistales; 
2574403 2574329 20 


n ALA-3 16S ribosomal RNA, partial seq 


Proteobacteria; 


2606706 2606632 20 


n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 


2614454 2614380 20 


bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


2741190 2741120 21 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 


3020433 3020347 9 


ribosomal RNA, partial sequence 


Deinococci; Thermales; 
3021955 3021869 9 


ibosomal RNA, partial sequence 


Deinococci; Thermales; 
3052388 3052314 20 
complete 


3058549 3058479 21 


n DSM 2873 16S ribosomal RNA, partial 
Gammaproteobacter 


Proteobacteria; 


3084152 3084058 1 


ain L-64 16S ribosomal RNA, partial se 
Clostridia; 


Firmicutes; 


3112477 3112403 20 


11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 


3168456 3168370 9 


adiodurans strain DSM 20539 16S ribosomal RNA, partial 


Deinococcus-Thermus; 
3174541 3174447 1 


athranii strain A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


Clostridia; 
3242847 3242773 20 


DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria; 


3527424 3527354 23 


rain DSM 3847 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 
3773910 3773836 20 


SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


3877110 3877024 9 


ribosomal RNA, partial sequence 


Deinococci; Thermales; 
3878630 3878544 9 


ibosomal RNA, partial sequence 


Deinococci; Thermales; 
3881748 3881654 1 


93 gi|219878206 


2613469 26150 


’ 


gi|219857160 
2740223 27416 


90 


eromonadaceae; Agarivora 
93 gi|219846910|ref|NR_026502.1 
3019481 30209 


Thermaceae; Thermus. 
93 gi|219846909 
3021006 30224 
Thermaceae; Thermus. 
93 gi| 219846887 
sequence 3051418 30529 
; Pelobact 

219846883 

sequence 
ia; Aeromo 


90 gi 


v 


93 219846866 
quence 


naerobacte 


gi 
Thermoa 
93 219846847 
nce 31115 
acterales; 
219846809 
sequence 
De 
219846805 
31735 
s; Thermoa 
219846759 
quence 
Desulfov 


gi 


93 gi 
Deinococci; 
93 gi 


93 gi 


v 


93 219846558 
ete sequen 
idiales; C 
219846382 
ence 37729 
omonadales 
gi| 219846311 
3876152 38776 
Thermaceae; Thermus. 
93 gi| 219846310 
3877677 38791 
Thermaceae; Thermus. 


gi 
compl 
Clostr 


93 gi 


93 


Desulfov 


inococca 


ref|NR_025345.1 
1983024 198455 


09 Desulfovibrio 
ibrionaceae; Des 
ref|NR_024788.1 


ref |NR_026501.1 


ref |NR_026479.1 
eraceae; Malono 
ref|NR_026475.1 

3057592 305905 
nadales; Succini 


ref|NR_026458.1 
3083185 308466 
rales; Thermoana 


ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026401.1 
167516 316898 
les; Deinococcac 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteracea 
ref |NR_026351.1 
3241884 324339 
ibrionales; Desu 


Ww 


ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025901.1 


ref|NR_025900.1 


93 gi| 219846308 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 


e: 


Chondromyces 


uence 8 Chondromyces 
Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
93 gi|219878205|ref|NR_025344.1| Chondromyces 
uence 1984609 1986142 Chondromyces 
a; Myxococcales; Sorangiineae; Polyangiaceae; 
93 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
nce 2387307 2388807 Thermoanaerobacter yonseiensis 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
93 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistaceae; Aminobacterium. 
93 gi|219857285|ref|NR_024916.1| Desulfovibrio 
uence 2573428 2574957 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
93 gi|219857264|ref|NR_024895.1| Desulfovibrio 
nce 2605722 2607261 Desulfovibrio burkinensis 
Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
93 gi| 219857256 |ref|NR_024887.1| Desulfovibrio senezii 


senezii Bacteria; 
ulfovibrio. 
Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
monas. 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 

Thermoanaerobacter 

anaerobacter mathranii 
Thermoanaerobacter. 

Desulfovibrio 

3 Desulfovibrio 

lfovibrionaceae; 


v 


Clostridium 

8 Clostridium 
lostridium. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Thermus filiformis 


26 Thermus filiformis Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


ref|NR_025898.1 
3880766 388228 


Thermoanaerobacter 
7 Thermoanaerobacter 


YIMNWAANHMHNDANBRPPABHMNA 


Bacteria; 


16736 Bacteria_16S 
lavimaris strain 


4021148 4021066 10 90 gi 


4191582 4191500 10 90 gi 


Proteobacteria; Gammaproteobacter 


957 872 10 93 gi 


2496 2411 10 93 gi 


44768 44699 22 90 

ribosomal RNA, complete sequence 
Gammaproteobacteria; Oceanospirillales; 
60053 59970 12 93 gi 


gi 


Gammaproteobacteria; Xanthomonadales; X 
82455 82386 22 90 gi 
NF3 16S ribosomal RNA, partial sequen 


Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
716736 Bacteria_16S 


180028 179959 22 90 gi 


thermophilus strain IMV-B-3037 16S ribosomal RNA, parti 


thermophilus Bacteria; 
Methylococcus. 
716736 Bacteria_16S 
strain BG8 16S ribosomal RNA, partial sequence 
Proteobacteria; 
716736 Bacteria_16S 
aurantiaca strain 


Bacteria; 


716736 Bacteria_16S 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 
Methylococcaceae; 
716736 Bacteria_16S 
strain A30 16S ribosomal RNA, partial sequence 
Proteobacteria; 
716736 Bacteria_16S 
strain 2502 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacte 


190823 190754 22 90 gi 


192333 192264 22 90 gi 
JB103 16S ribosomal RNA, partial sequ 


Proteobacteria; Gammaproteobacteria; Methyloc 


193843 193774 22 90 gi 


Methylobacter. 


196864 196795 22 90 gi 


226084 226011 20 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


716736 Bacteria_16S 


292999 292930 22 90 gi 


actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; Pasteurellaceae; Aggregatibacter. 


716736 Bacteria_16S 


370129 370060 22 90 gi 


anticariensis strain FP35 16S ribosomal RNA, partial se 


anticariensis Bacteria; 


Halomonas. 


716736 Bacteria_16S 
asymbiotica subsp. 


Proteobacteria; Gammaproteobact 


400656 400587 22 90 gi 


Photorhabdus. 
90 


Enterobacteriaceae; 
419235 419166 22 gi 
Gammaproteobacteria; Oceanospirillales; 
434751 434682 22 90 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; S 
437891 437806 10 93 gi 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, pa 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 
Pseudonocardiaceae; Amycolatopsis. 


716736 Bacteria_16S 


450127 450042 10 93 gi 


SW-145 16S ribosomal RNA, partial sequence 
lavimaris Bacteria; Proteobacteria; Gammaproteobacteri 
arinobacter. 
16736 Bacteria_16S 
ipolyticus strain SM-19 16S ribosomal RNA, partial sequence 
ipolyticus Bacteria; 
arinobacter. 
16736 Bacteria_16S 
yanea strain NA134 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actinomycet 
accharomonospora. 
16736 Bacteria_16S 
zurea strain NA128 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actinomycet 
accharomonospora. 
16736 Bacteria_16S 
strain CTCBS1 16S 
Proteobacteria; 
716736 Bacteria_16S 
strain TCl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
716736 Bacteria_16S 
antarctica strain 


43805 


59080 


189853 19130 
Gammaproteobacteria; Methylococcales; Methylococc 


195893 19735 
Gammaproteobacteria; Methylococcales; Methylococc 


225125 22658 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriales; 
716736 Bacteria_16S 
strain LCl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
716736 Bacteria_16S 
strain TF-27 16S 
Proteobacteria; 

716736 Bacteria_16S 


418286 41972 


433793 43528 


219846209 
a; 
219846081 
ia; Altero 


265679063 
1 
ales; Pseu 


265679062 

1539 
ales; Pseu 
265679034 
45323 
Halomonad 
265679024 
60579 
anthomonad 
265679009 
ce 81499 
nadales; P 


265678943 
al sequenc 
ria; Methy 


265678936 


265678935 
ence 19135 
occales; M 
265678934 


265678932 


265678912 


nebacterin 
265678865 
RNA, part 


265678808 
quence 


eria; Ocea 


265678788 


265678775 


Halomonad 
265678765 


hewanellac 
265678763 
rtial sequ 
e; Actinom 


265678755 


ref 


ref 


i 


mona 
ref 

dono 
ref 

dono 


ref 


ref 


ref 


ref 
loco 
ref 


acea 
ref 


ethy 
ref 
1 se 


ref 


acea 
ref 


eae; 
ref 
ial 
ref 
nosp 
ref 
rtia 
ref 


acea 
ref 


eae; 
ref 

ence 

ycet 


ref 


1489 


3029 


83011 
seudoalteromonad 


e 179074 180523 


7 #192822 Methyl 


1 Mycobacterium 


369170 370614 


NR_025799.1 


4020178 402167 
Alteromonadales; 


Altero 


NR_025671.1 


190616 419208 


dales; Alter 


NR_029371.1 
Saccha 
cardineae; P 


NR_029370.1 
Saccha 
cardineae; P 


NR_029342.1 


Carnimona 
NR_029332.1 


Xanthomon 
NR_029317.1 
Pseudo 
NR_029251.1 
ccales; Meth 


NR_029244.1 


e; Methylomi 
NR_029243.1 


lococcaceae; 
NR_029242.1 
quence 


NR_029240.1 


e; Methylomi 
NR_029220.1 


Mycobacteri 
NR_029171.1 
sequence 
NR_029113.1 
irillales; H 
NR_029093.1 
1 sequence 
NR_029080.1 


e; Halomonas 
NR_029070.1 


Shewanella. 


Marinobacter 
2 Marinobacter 
monadaceae; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 


seudonocardiaceae; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 
aceae; 


Ss. 
Xanthomonas theicola 


Xanthomonas theicola Bacteria; 
aceae; 


as. 

Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Methylococcus 
Methylococcus 


ylococcaceae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylomonas 
omonas aurantiaca 
Methylomonas. 
Methylobacter 
192873 194334 
Methylococcales; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Mycobacterium chitae 
chitae Bacteria; 

aceae; Mycobacterium. 
Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Halomonas 
Halomonas 
alomonadaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


NR_029068.1 
436922 


ales; Pseudo 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Saccharothrix 


NR_029060.1 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 


Saccharothrix. 


7 
69 16S ribosomal 
Gammaproteobacter 


strain G-16.1 16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


486776 486707 22 
RNA, partial sequence 

ia; Vibrionales; Vibrionaceae; Vibrio. 
491481 491412 22 90 gi 
ribosomal RNA, partial sequence 


90 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


luminescens subsp 
Enterobacteriales 
luminescens subsp 


Enterobacteriacea 
7 
strain CIP 105566 
roteobacteria; 


P 
L 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
7 
strain 289 16S ri 
Proteobacteria; 


strain M11 16S ri 
Proteobacteria; G 
7 


Gammaproteobacter 


strain DSM 30039 


Proteobacteria; G 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


strain 111-35 16S 
Firmicutes; Clost 


strain NVI 88/441 
Proteobacteria; G 


strain NVI 88/478 
Proteobacteria; G 


strain XINach 16S 
Proteobacteria; G 


luminescens subsp 
Enterobacteriales 
luminescens subsp 
Enterobacteriales 
paurometabolica s 
seudonocardineae 


P 
7 
VR1 16S ribosomal 
Gammaproteobacter 
7 
strain YIM90005 1 
Actinobacteria; A 


716736 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


716736 Bacteria_16S 


strain 12993 16S 


716736 Bacteria_16S 


716736 Bacteria_16S 
luminescens subsp. 
16736 Bacteria_16S 


G 
16736 Bacteria_16S 


16736 Bacteria_16S 
G 
716736 Bacteria_16S 
16736 Bacteria_16S 
40M4T 16S ribosomal RNA, 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 
Photorhabdus luminescens subsp. 
716736 Bacteria_16S 
Photorhabdus luminescens subsp. 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


517388 517319 22 90 gi 
thracensis strain 39-8 16S ribosomal 


Photorhabdus. 
90 


Enterobacteriaceae; 
518953 518884 22 


, 


gi 


Photorhabdus. 
546422 546353 
16S ribosomal RNA, 
ammaproteobacteria; Enterobacteriales; 
547908 547839 22 90 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


e; 
22 90 gi 
partial sequence 


616188 616119 22 90 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
628318 628249 22 90 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
645165 645096 22 90 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
690425 690356 22 90 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
691977 691908 22 90 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


706737 706664 21 93 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
709663 709594 22 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
711221 711152 22 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
722059 721990 22 90 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723645 723576 22 90 gi 
laumondii strain TTO1 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 


725228 725159 22 90 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


740496 740411 10 93 gi 
train YIM 90007 16S ribosomal RNA, par 


; Pseudonocardiaceae; Saccharomonospor 
769923 769854 22 90 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


774572 774487 10 93 gi 


ctinobacteridae; Actinomycetales; Pseu 
796030 795945 10 93 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
818998 818929 22 90 gi 
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CCGTCGAAGGTGGGATTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGT 
GATCTGCCCCTGACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTACATCGCATGGTGTTTGGTGGAAAGCTTTTGCGGTTGGGGATGGG 
CCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAC 
CAGGGACGAAGCGTGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGG 
GCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATTCTGCAGCTTAACTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTA 
GCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGGTTCATTTCACGGAATCCGTGCCGTAGCTAACGCATTAAGTACCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACC 
TGGGTTTGACATACACCAGACGCGGCTAGAGATAGTCGTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGT 
TCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTA 
GCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCTCAC 
TTCGGTGGGAGCGGCGGACGGGTTAGTAACGCGTGGGAACATACCCTTCTCTACGGAATAGCCTCGGGAAACTGAGAGTAATACCGTATACGCCTTCGGGGGAAA 
GATTTATCGGAGATGGATTGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTACGATCTATAGCTGGTTTTAGAGGACGATCAGCAACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGAAAGCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCCT 
AGGGTCGTAAAGCTCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGT 
TGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCAGAAAGTATAGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTATAAACTCCTGGTCTTGAG 
TTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGG 
TGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGCAGTATACTGTTCGGTGACACACCTAACG 
GATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
CAGAACCTTACCAACCCTTGACATCCTGTGCTAACCCGAGAGATCGGGCGTTCTCGCAAGAGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCTTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAAAGAAACTGCCCGTGATAAGCGGGAGGAAGGT 
GTGGATGACGTCAAGTCCTCATGGCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAACTGTCTCAGTTCGGATTGGG 
GTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGTTCTACCCGACGCCAGTGCGCTAACCCTTCGGGGAGGCAGGCGGCCACGGTAGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNGAGTTTGATTATGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGGGGTTAGTGGCGGACGGGTGAGTAACG 
CGTAGGGATCTGTCCATGGGTGGGGGATAACTCCGGGAAACTGGAGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCGAGTCGCCTGTGGAGGAACCTGCGT 
TCGATTAGCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGAC 
GATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCG 
CGTAGGCGGTTTGGACAGTCAGATGTGAAATTCCTGGGCTTAACCTGGGGGCTGCATTTGATACGTACAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGT 
GTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTGAGGCGCGAAAGGGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTGGCTTAGCCCCTCAGTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACG 
GCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGACATGG 
GGAGGCTGCAGTCAGAGATGGCTGTTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTCGCCTTTAGTTGCCAGCATGATTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGTGGAAGGTGGGGATGACGTCAAGTCCTCATG 
GCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGCAGCGATGCCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCAC 
TCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCAGCAATGGGGCGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGA 
ACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGATTGAACGCTGG 
CGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGGCAGTATTGAAGCTTCGGTGGATTTACTGGACGTCGAGCGGCGGACGGGTGAGTAACGGCTGGGAACCTG 
CCCTGACGAGGGGGATAACCGTTGGAAACGACGGCTAATACCGCATAATGTCTTAGATTCATTAGAGCTGGGACCAAAGGTGGCCTCTACATGTAAGCTATCGCG 
TTGGGATGGGCCCAGTTAGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCAACGATCCTTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAA 
GCACTTTCAGCAGTGAGGAAGGTCGTGTACTTAATACGTGCACGGCTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACCGCATTTGAAA 
CTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAAA 
GACTGACGCTCAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGTCTACTTGGAGGTTGAGGTTTTAGACTTTGG 
CTTTCGGAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGCGAAGCCTTTAGAGATAGAGGTGTGCCTTCGGGAGCGCTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACNTAATGGTGGGAACTCCAGGGAGACTGCCGGTG 
ATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAGATACAGAGGGCAGCGAGACAGCGATG 
TTTAGCGAATCCCTTAAAGTTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTANNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCCCTTCGGGGTGGATTAGCGGCGGACGG 
GTGAGTAACACGTGGGCAACCTGCCTTATAGAGGGGGATAGCCTTCCGAAAGGAAGATTAATACCGCATAAGATGCAATTCTCGCATGAGAGATGTATCAAAGGA 
GCAATCCGCTATAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATT 
GGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTC 
GGGTTGTAAAGCTCTTTGATTAGGGACGATAATGACGGTACCTAAAGAACAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTT 
GTCCGGATTTACTGGGCGTAAAGGATGTGTAGGCGGATTTTTAAGTGAGATGTGAAATACCCGAGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGT 
GCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACATCAGTGGCGAAGGCGACTTTGTGGACTGTAACTGACGCTGAGGC 
ATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACG 
CATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCGTAACTGGGGAAGTTACCTCTTTGAGGTGACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCAAGACTGCCTGGGTTAACCAGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCGAGTACAACGAGACGCAAGACCGTGAGGTGGAGCAAATCT 
ATAAAACTCGTCCCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGAGAGTCGGCAACACCCGAAGTCCGTGAGGTAACCGTAAGGAGCCAGCGGCCGAAGGTGGGGTCGATGATTGGGGTGAAG 
TCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGTG 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


716736 Bacteria_16S 1678095 1678010 10 93 gi|219878423|ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

716736 Bacteria_16S 1679616 1679531 10 93 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 

716736 Bacteria_16S 1699565 1699496 22 90 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

716736 Bacteria_16S 1701114 1701045 22 90 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

716736 Bacteria_16S 1705708 1705623 10 93 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

716736 Bacteria_16S 1754417 1754348 22 90 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

716736 Bacteria_16S 1755977 1755908 22 90 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

716736 Bacteria_16S 1776999 1776930 22 90 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

716736 Bacteria_16S 1784544 1784475 22 90 gi|219878347|ref|NR_025486.1| Halomonas muralis 
strain LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

716736 Bacteria_16S 1792107 1792038 22 90 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

716736 Bacteria_16S 1793581 1793512 22 90 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

716736 Bacteria_16S 1795136 1795067 22 90 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

716736 Bacteria_16S 1796621 1796552 22 90 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

716736 Bacteria_16S 1798175 1798106 22 90 gi|219878337|ref|NR_025476.1| Vibrio neptunius 
strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

716736 Bacteria_16S 1816602 1816517 10 93 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

716736 Bacteria_16S 1847177 1847108 22 90 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

716736 Bacteria_16S 1850272 1850187 10 93 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

716736 Bacteria_16S 1860699 1860630 22 90 gi|219878294|ref|NR_025433.1| Alteromonas 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 
stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Alteromonas. 

716736 Bacteria_16S 1863747 1863678 22 90 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
716736 Bacteria_16S 1865329 1865260 22 90 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

716736 Bacteria_16S 1869860 1869791 22 90 gi| 219878288 |ref|NR_025427.1| Glaciecola polaris 


strain LMG 21857 16S ribosomal RNA, partial sequence 1868909 1870393 Glaciecola polaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 
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54 Haemophilus pittmaniae Bacteria; 


Haemophilus pittmaniae 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

716736 Bacteria_16S 1886886 1886801 10 93 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 

716736 Bacteria_16S 1926141 1926056 10 93 gi| 219878244 |ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

716736 Bacteria_16S 1929238 1929169 22 90 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

716736 Bacteria_16S 1930774 1930705 22 90 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

716736 Bacteria_16S 1962634 1962565 22 90 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 


Proteobacteria; 
716736 Bacteria_16S 
strain DSM 5000 1 
Proteobacteria; 
716736 Bacteria_16S 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial 
proteamaculans Bacteria; 


Serratia. 
716736 Bacteria_16S 
strain DSM 30063 
Proteobacteria; 

716736 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; 
716736 Bacteria_16S 
strain DSM 12358 
Proteobacteria; 

716736 Bacteria_16S 
strain DSM 4594 1 
Proteobacteria; 
716736 Bacteria_16S 


1988709 1988640 22 


1990257 1990188 22 


1991805 1991736 22 


1993348 1993279 22 


1994896 1994827 22 


1996431 1996362 22 


1997976 1997907 22 


Proteobacteria; 


strain 95Al1 16S ribosomal RNA, complete sequence 
Gammaproteobacteria; Pasteurellales; Pasteurellac 


90 


6S ribosomal RNA, partial sequence 1987760 19892 
Gammaproteobacteria; Enterobacteriales; 


90 


Gammaproteobacteria; 


90 


16S ribosomal RNA, partial sequence 1990842 19923 
Gammaproteobacteria; Enterobacteriales; 


90 


6S ribosomal RNA, partial sequence 1992387 19938 
Gammaproteobacteria; Enterobacteriales; 


90 


16S ribosomal RNA, partial sequence 1993927 19 
Gammaproteobacteria; Enterobacteriales; 


90 


6S ribosomal RNA, partial sequence 1995493 19 
Gammaproteobacteria; Enterobacteriales; 


90 


1961654 19631 


gi|219878203 
Enterobac 
219878202 
sequenc 
Ent 


gi 


gi|219878201 
Enterobac 
gi|219878200 
Enterobac 
219878199 
954 
Enterobac 
219878198 
969 
Enterobac 
219878197 


gi 


gi 


gi 


teriaceae; 


86 Pasteurella skyensis Bacteria; 


Pasteurella 
NR_025342.1 


eae; 
ref 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


teriaceae; 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 


ref |NR_025340.1 


Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


teriaceae; Serra 
ref |NR_025339.1 


Chas 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


teriaceae; Serra 
ref |NR_025338.1 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


teriaceae; Serra 
ref |NR_025337.1 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


Rahne 
NR_025336.1 


ref 


lla. 
Proteus vulgaris 


strain DSM 30118 
Proteobacteria; 

7 
DSM 5563 16S ribo 
Gammaproteobacter 


G 


7 

proteus strain 42 
Bacteria; Proteob 
7 


strain 81H-380. 1 
Proteobacteria; G 


716736 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; G 


716736 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 
7 
strain S1/1-984 1 
Proteobacteria; G 


716736 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


716736 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 
1999515 1999446 22 90 gi 


Enterobacteriales; Enterobacteriac 
2001049 2000980 22 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2002585 2002516 22 90 gi 


ia; 


ammaproteobacteria; Enterobacteriales; 
2004117 2004048 22 90 gi 


ammaproteobacteria; Enterobacteriales; 
2005662 2005593 22 90 gi 


ammaproteobacteria; Enterobacteriales; 
2007208 2007139 22 90 gi 


ammaproteobacteria; Enterobacteriales; 
2008752 2008683 22 90 gi 
n DSM 9390 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
2010311 2010242 22 


90 gi 


ammaproteobacteria; Enterobacteriales; 


716736 Bacteria_16S 


16S ribosomal RNA, partial sequence 1997016 19 


6S ribosomal RNA, partial sequence 2001636 20 


6S ribosomal RNA, partial sequence 2003168 20 


6S ribosomal RNA, partial sequence 2004699 20 


6S ribosomal RNA, partial sequence 2006247 20 


6S ribosomal RNA, partial sequence 2009346 20 


985 
Enterobacteriaceae; 
219878196|ref 


Prot 


eae; Pragia. 

219878195|ref 
2000096 2001585 Obesu: 
cteriales; Enterobacteria 
219878194 |ref 
031 
Enterobacteriaceae; 
219878193|ref 
046 
Enterobacteriaceae; 
219878192 |ref 
06196 Buttiauxella 
Enterobacteriaceae; Butt 
219878191|ref 
07741 Buttiauxella 
Enterobacteriaceae; Butt 
219878190|ref|NR_ 
sequence 2007792 20092 
ia; Enterobacteriales; En 


Lemi 


Budv 


219878189 
108 
Enterobacteriaceae; 


ref 
50 Buttiauxella 
Butt 


2028183 2028114 22 90 gi 


NR_025335.1 
somal RNA, partial sequence 1998561 2000045 Pragia fontium Bacte 


NR_025334.1 
NR_025333.1 
17 Leminorella grimontii Bacteria; 
NR_025332.1 
48 Budvicia aquatica Bacteria; 
NR_025331.1 


NR_025330.1 


NR_025329.1 


NR_025328.1 


10 Proteus vulgaris Bacteria; 


eus. 
Pragia fontium strain 
ria; Proteobacteria; 
Obesumbacterium 
mbacterium proteus 
ceae; Obesumbacterium. 
Leminorella grimontii 


norella. 
Budvicia aquatica 


icia. 

Buttiauxella izardii 
izardii Bacteria; 
iauxella. 

Buttiauxella gaviniae 
gaviniae Bacteria; 
iauxella. 

Buttiauxella 

95 Buttiauxella 
terobacteriaceae; 


Buttiauxella brennerae 
brennerae Bacteria; 
iauxella. 


219878177 |ref 


NR_025316.1 


Pectobacterium 


carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 
Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


; Enterobacteriaceae; Pectobacterium. 


strain B1953/27.1 
Proteobacteria; 
7 
strain 63 16S rib 
Proteobacteria; G 
7 
hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


strain SW-47 16S 
Proteobacteria; 

7 
DSM 4568 16S ribo 
Gammaproteobacter 


G 


alatopharyngis s 
alatopharyngis B 
seudonocardiacea 


Sut 'O N 


strain Pss 26 16S 
Proteobacteria; G 


strain YIM 90001 


Actinobacteria; Actinoba 
716736 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 
7 
ATCC 43380 16S ri 
Proteobacteria; G 
7 
NCTC 5923 16S rib 
Proteobacteria; G 


716736 Bacteria_16S 


strain ATCC 33638 
Bacteria; Proteob 


716736 Bacteria_16S 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


716736 Bacteria_16S 


ruthenica strain 
acteria; Proteob 


B 
P 
7 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 
7 
buryatense strain 
Bacteria; Proteob 
7 
strain A45 16S ri 
roteobacteria; G 


P 
7 
flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 
7 
strain ACEM 9 16S 
Proteobacteria; G 


716736 Bacteria_16S 


strain ATCC49733 


Proteobacteria; G 


716736 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


716736 Bacteria_16S 


G 


16736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


seudoalteromonas. 
16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


2045037 2044964 10 82 gi 
16S ribosomal RNA, partial sequence 


2092467 2092398 22 

osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2094032 2093947 10 93 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


90 gi 


2101624 2101555 22 90 
ribosomal RNA, partial sequence 
ammapro 
2121386 2121317 22 
somal R 
ia; Enterobacteriales; 
2139564 2139479 10 93 gi 
train 1Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
e; Amycolatopsis. 

2147039 2146958 11 90 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2150136 2150051 10 93 gi 
16S rib 


gi 


90 gi 


Enterobacteriac 


gi 


cteridae; Actinomycetales; Pseu 
2189516 2189447 22 90 gi 


ammaproteobacteria; Alteromonadales; S 
2239493 2239424 22 90 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241004 2240935 22 90 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242515 2242446 22 90 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2244026 2243957 22 90 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


2271746 2271677 22 90 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


2273218 2273149 22 90 gi 
ain KMM 3549 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 
2277865 2277796 22 90 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2283952 2283883 22 90 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2291414 2291345 22 90 gi 
in NCIMB2033 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
2294478 2294409 22 90 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2364022 2363953 22 90 gi 


gi 


ammaproteobacteria; Pasteurellales; Pa 
2391300 2391231 22 90 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


7 
strain GB6 16S ri 


16736 Bacteria_16S 


2427931 2427862 22 90 gi 
bosomal RNA, partial sequence 


ammaproteobacteria; Xanthomonadales; xX 
16736 Bacteria_16S 
2091488 20 


2100672 21021 
teobacteria; Alteromonadales; Alt 


NA, partial sequence 2120505 2121907 Cedec 


2146078 21475 


osomal RNA, partial sequence 2149165 21506 


6S ribosomal RNA, partial sequence 2188558 21900 


2238534 22399 


2240045 22415 


2282981 22844 


2293525 22949 


16S ribosomal RNA, partial sequence 2363042 23645 


2390343 23918 


219878165 
20440 
anthomonad 
219878128 
930 
hewanellac 
219878126 
sequence 

teria; Xan 


219878121 


eromonad 
219857654 


eae; Cedec 
219857642 
sequence 

dae; Actin 


219857637 


seudomonad 
219857635 


donocardin 
219857606 


hewanellac 
219857573 


Enterobac 
219857572 


Enterobac 
219857571 
22415 
cteriales; 
219857570 
partial s 
obacteria; 


219857552 
ence 22707 
nadales; P 


219857551 
1 sequence 
eria; Alte 


219857548 
e 22768 
occales; M 
219857544 


ethylococc 
219857538 
1 sequence 
ria; Alter 


219857535 


hewanellac 
219857485 


steurellac 
219857466 


Halomonad 


ref 
53 2045572 Lutei 
aceae; Luteimon 
ref 


eae; 
ref 

2093069 20945 
thomonadales; X 


ref 
acea Alteromo 
ref 
ead 
ea. 
ref 


2138615 21400 
omycetales; Pse 


e; 


avisae Bact 


ref 


acea Pseudomo 


ref 


eC; 


eae; Pseudonoca 


ref 
eae; Shewanella 
ref 


teri 
ref 


aceae; Yers 


teri 
ref 
56 2243016 Y 
Enterobact 
ref 
eque 
Ent 


aceae; Yers 


ersi 
eria 


2430 
eria 


nce 2 
erobact 


ref 
90 2272278 P 
seudoaltero 


seud 
mona 


nadales 


ref 
93 2278392 Methy 
ethylococcaceae 
ref 
aceae; Methylob 
2290487 2 
omonadales; 


2919 
Pse 


ref 


eae; Shewanella 


ref 


219857439 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 


NR_025304.1 


NR_025260.1 
60 Alteromonas marina Bacteria; 


NR_025243.1 


NR_025231.1 


NR_025226.1 
31 Pseudomonas jinjuensis Bacteria; 


NR_025224.1 
78 Prauserella halophila Bacteria; 


NR_025195.1 
57 Shewanella fidelis Bacteria; 


NR_025161.1 


94 Yersinia rohdei Bacteria; 


NR_025159.1 


NR_025158.1 


NR_025140.1 


NR_025136.1 
NR_025132.1 
79 Methylobacter 


NR_025126.1 


NR_025123.1 
83 Shewanella olleyana Bacteria; 


NR_025073.1 
76 Haemophilus felis Bacteria; 


4 
a 


n 


e 


4 
u 


n 


r 


i 


NR_025160.1 
05 Yersinia pestis Bacteria; 


i 


n 
Cc 


6 
1 


fo) 
d 


1 


, 


a 


6 
u 


Luteimonas mephitis 


monas mephitis Bacteria; 
a 
NR_025267.1 
18 Shewanella baltica Bacteria; 
Shewanella. 
NR_025265.1 


Ss. 
Shewanella baltica 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Alteromonas marina 


as. 
Cedecea davisae strain 
ria; Proteobacteria; 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Pseudomonas jinjuensis 


as. 
Prauserella halophila 


diaceae; Prauserella. 
Shewanella fidelis 


Yersinia rohdei strain 


nia. 
Yersinia pestis strain 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 
Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Shewanella olleyana 


Haemophilus felis 


eae. 

ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas. 

ref|NR_025027.1| Oceanimonas baumannii 


2427049 2428344 Oceanimonas baumannii Bacteria; 


strain KMM 3299 1 
roteobacteria; 


P 
7 
m 
m 
Pseudoalteromonas 
7 

strain ATCC 33531 
acteria; 


B 
ei 
g 
g 
7 


strain HPA92 16S 
Proteobacteria; 


Proteobacteria; 


strain P925 16S r 
Proteobacteria; 
7 
thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


strain DSM 44262 


strain ATCC 51603 
Proteobacteria; 
7 
strain CDC 0876-5 
Bacteria; Proteob 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


716736 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


716736 Bacteria_16S 


strain SM2-1 16S 


Proteobacteria; G 


716736 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


716736 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 


716736 Bacteria_16S 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


716736 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


716736 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 
7 
strain JCM1679 16 
Proteobacteria; G 


716736 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


716736 Bacteria_16S 


G 
16736 Bacteria_16S 
aricaloris strai 
aricaloris Bacte 


16736 Bacteria_16S 


Proteob 
16736 Bacteria_16S 
ranulomatis stra 
ranulomatis Bact 
16736 Bacteria_16S 


G 
716736 Bacteria_16S 
strain 177 16S ri 
G 
716736 Bacteria_16S 


G 
16736 Bacteria_16S 


716736 Bacteria_16S 


G 
16736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


2443022 2442953 22 90 gi 
ammaproteobacteria; Alteromonadales; S 
2447607 2447538 22 90 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
2462709 2462640 22 90 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2600483 2600414 22 90 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2602037 2601968 22 90 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603591 2603522 22 90 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2605145 2605076 22 90 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2609775 2609690 10 93 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
2612875 2612790 10 


Pa 
gi 


Pa 
gi 


93 gi 


2620687 2620618 22 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2635816 2635747 22 90 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2638958 2638889 22 90 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


2703664 2703579 10 93 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2733852 2733783 22 90 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2735342 2735273 22 90 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2736832 2736763 22 90 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


2760502 2760417 10 93 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
2763436 2763367 22 90 gi 
acteria; Gammaproteobacteria; Enteroba 
2764952 2764883 22 90 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766468 2766399 22 90 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2855959 2855890 22 90 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 


716736 Bacteria_16S 


strain S-1 16S ri 


6S ribosomal RNA, partial sequence 2442080 24435 


2601060 26025 


2602614 26041 


2604168 26056 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
716736 Bacteria_16S 


2732909 27 


16S ribosomal RNA, partial sequence 2762542 27639 


2763991 27654 


2765507 27669 


219857424 


hewanellac 
219857421 
quence 

ia; Altero 
219857408 
24617 
cteriales; 
219857268 
al sequenc 
ria; Paste 
219857267 


steurellac 
219857266 


steurellac 
219857265 


steurellac 
219857259 

uence 

Actinomyc 


219857257 


donocardin 
219857252 
26197 
Enterobac 
219857234 
26348 
cteriales; 
219857232 
uence 
ria; Paste 
219857186 
uence 
Thermales; 
219857165 
343 
hewanellac 
219857164 
quence 
ria; Alter 
219857163 
equence 


teria; Alt 


219857146 
ence 27595 
ales; Pseu 


219857142 


cteriales; 
219857141 


Enterobac 
219857140 


Enterobac 
219856887 
28549 

Enterobac 
219856861 


2892967 2892898 22 90 gi 
bosomal RNA, partial sequence 


ref|NR_025012.1 
eae; Shewanella. 
ref|NR_025009.1 

2446675 244812 
monadales; Pseu 


ref|NR_024996.1 
40 2463175 Raoul 
Enterobacteriac 
ref |NR_024899.1 
e 2599506 260100 
urellales; Past 
ref |NR_024898.1 


Mannheimia. 
NR_024897.1 


eae; 
ref 


Mannheimia 
NR_024896.1 


eae; 
ref 


eae; Mannheimia 
ref |NR_024890.1 
2608828 261032 
etales; Pseudono 


ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluy 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref|NR_024793.1 
eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; She 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref|NR_024774.1 
56 2761026 Actino 
donocardineae; A 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref|NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 


ref|NR_024680.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


d 


t 


e 


Vi 


wanellaceae; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 

Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 
ewanellaceae; 


Actinokineospora 
kineospora terrae 


ctinosynnemataceae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Pseudomonas flectens 
monas flectens Bacteria; 


Vibrio rumoiensis 


2892009 2893502 Vibrio rumoiensis Bacteria; 


716736 Bacteria_16S 2927973 2927904 22 90 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

716736 Bacteria_16S 2932463 2932394 22 90 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

716736 Bacteria_16S 2940001 2939916 10 93 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
716736 Bacteria_16S 2947683 2947614 22 90 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

716736 Bacteria_16S 2949173 2949104 22 90 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 


Proteobacteria; 
716736 Bac 
strain JCM1237 
Proteobacteria; 
716736 Bac 
strain JCM1234 
Proteobacteria; 


716736 Bacteria 


strain JCM6051 
Proteobacteria; 


cloacae complex. 
716736 Bacteria_16S 
strain LMG 2542 1 


Proteobacteria; 
7 

c 

c 
Pseudomonas. 

7 


kroppenstedtii 
kroppenstedtii 


Corynebacteriacea 


7 


strain FB2 16S 
Proteobacteria; 


716736 Bacteria_16S 
thalassica strain 
thalassica Bacter 


Methylophaga. 


716736 Bacteria_16S 


strain ATCC 358 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
716736 Bacteria_16S 
marismortui strain ATCC 17056 16S ribosomal RNA, partia 
marismortui Bacteria; 


teria_ 


teria 


16736 Bacteria_16S 
itronellolis str 
itronellolis Bac 


16736 Bacteria_16S 
strain DSM 3963 1 
Deinococcus-Thermus; 
716736 Bacteria_16S 


16736 Bacteria_16S 
CECT 4600 16S rib 


Gammaproteobacteria; Enterobacteriales; 


16S 2950661 2950592 22 90 gi 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


_ 16S 2952162 2952093 22 90 

16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
_ 16S 2953660 2953591 22 90 gi 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


gi 


2967232 2967163 22 90 


gi 
Gammaproteobacteria; Enterobacteriales; 
2973341 2973260 11 90 gi 


teria; Proteobacteria; 


3171488 3171403 10 93 


gi 


Deinococci; Deinococcales; Deinococcaceae; D 

3200577 3200492 10 93 gi| 219846788 

strain CCUG 35717 16S ribosomal RNA, partial seque 

DSM 44385 Bacteria; Actinobacteria; Actinobacterid 
e; Corynebacterium. 

3227636 3227567 22 90 gi| 219846769 


osomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
716736 Bacteria_16S 3320104 3320035 22 90 gi| 219846706 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oc 
Halomonas. 

716736 Bacteria_16S 3353546 3353477 22 90 gi| 219846682 


ri 
G 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3382651 3382570 11 90 gi 
ATCC 33146 16S ribosomal RNA, 


3384190 3384109 11 90 gi 
42 16S ribosomal RNA, partial sequence 


3385703 3385634 22 90 


gi 


Proteobacteria; 


Chromohalobacter. 


716736 Bacteria_16S 


strain ATCC 493 
Proteobacteria; 


716736 Bacteria_16S 


strain DZZM 328 


Proteobacteria; 


716736 Bacteria_16S 


3387176 3387107 22 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3436364 3436279 10 93 gi 


36 
G 


1 


3586973 3586904 22 90 
ibosomal RNA, partial sequence 


gi 


G 


3658383 3658314 22 90 


gi 


2949709 29511 


2951208 29526 


2952708 29541 


6S ribosomal RNA, partial sequence 2966273 29677 


ain DSM 50332 16S ribosomal RNA, parti 
Gammaproteobact 


6S ribosomal RNA, partial sequence 3170548 31720 


3226672 32281 


3352589 33540 


complet 
ia; Proteobacteria; Gammaproteobacteri 


Gammaproteobacter 


6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 
716736 Bacteria_16S 
strain JB13 16S r 3585997 35874 


ammaproteobacteria; Methylococcales; M 


Enterobac 
219856823 


Enterobac 
219856822 


Enterobac 
219856821 


Enterobac 


219846946 


Enterobac 
219846941 
al sequenc 
eria; Pseu 


219846807 


Halomonad 
219846661 
e sequence 
a; Thiotri 
219846660 
33832 
ciricketts 
219846659 
1 sequence 
ia; Oceano 


v 


219846658 

33862 
Halomonad 

219846619 


nebacterin 


219846518 


ethylococc 


teriaceae; Ente 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; 
ref|NR_024640.1 
29 Enterobacter 
teriaceae; Ente 


ref|NR_026538.1 
teriaceae; Dick 
ref |NR_026533.1 
e 2972376 29738 
domonadales; Ps 


ref |NR_026399.1 
14 Deinococcus g 
einococcus. 
ref |NR_026380.1 
nce 31996 
ae; Actinomycet 


ref |NR_026361.1 
43 Vibrio tapeti 
ibrio. 
ref |NR_026298.1 

3319157 33206 
eanospirillales 


ref|NR_026274.1 
83 Halomonas des 
aceae; 
ref |NR_026253.1 
chales; 
ref|NR_026252.1 
08 3384695 Methy 
iaceae; Methylo 
ref|NR_026251.1 
3384746 33861 
spirillales; Ha 
ref |NR_026250.1 
aceae; Halomona 
ref|NR_026211.1 
52 Corynebacteri 
eae; Corynebact 


ref|NR_026110.1 
56 Methylomonas 
acea 


219846466 


gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 


gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


ref|NR_026058.1 


ha 
Enter 
Enter 


r 


8 
e 


1 
a 


3 


, 


Halomonas. 


3381669 338315 
Pisciric 


ak 
Pp 
6 
1 


19 3387691 Halomo 
s 


e 


e; Methylomo 


obacter. 

Enterobacter amnigenus 
amnigenus Bacteria; 
obacter. 

Enterobacter gergoviae 
gergoviae Bacteria; 
obacter. 

Enterobacter asburiae 
asburiae Bacteria; 
obacter; Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 
e 


ya. 
Pseudomonas 

5 Pseudomonas 

udomonadaceae; 


Deinococcus grandis 
randis Bacteria; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Vibrio tapetis strain 
s Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 
iderata Bacteria; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Chromohalobacter 

8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 
Corynebacterium auris 
um auris Bacteria; 

riaceae; 


Methylomonas fodinarum 
fodinarum Bacteria; 

nas. 

Shewanella 


3657404 3658910 Shewanella 


Shewanellaceae; 


Shewanella. 


rigidimarina st 
rigidimarina Ba 


~smmh~ 


strain IC079 16S 
Proteobacteria; 


strain ATCC 1571 
Bacteria; Proteo 


strain EN 101 16 
roteobacteria; 


P 
7 
wasabiae strain 
Bacteria; Proteo 
7 


betavasculorum s 
betavasculorum B 
Pectobacterium. 


Bacteria; Proteo 


strain P-172-71 
Proteobacteria; 


porcinus strain 
Bacteria; Proteo 


strain A089 16S 
Proteobacteria; 


Proteobacteria; 


3749824 3749755 22 90 gi|219846401 

ribosomal RNA, partial sequence 3748871 37503 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V 

3798091 3798022 22 90 gi| 219846364 

strain PS-1 16S ribosomal RNA, partial sequence 3797117 37986 
Gammaproteobacteria; Thiotrichales; Pisciricketts 

3825583 3825514 22 90 gi| 219846346 

16S ribosomal RNA, complete sequence 38245 


strain NCTC 3438 
acteria; Proteo 


B 

7 
halodenitrifican 
halodenitrifican 
Halomonas. 

7 
strain Gl 16S ri 
Proteobacteria; 


strain DSS12 16S 
Proteobacteria; 


16736 Bacteria_16S 


16736 Bacteria_16S 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonad 
716736 Bacteria_16S 


716736 Bacteria_16S 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 
16736 Bacteria_16S 


16736 Bacteria_16S 
train ATCC 43762 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


716736 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


3659940 3659871 22 


cteria; Proteobacteria; 


3661487 3661418 22 


3667614 3667545 22 


3670626 3670557 22 


3672133 3672064 22 


3673642 3673573 22 


acteria; Proteobacteria; 


3693371 3693302 22 


3694895 3694826 22 


3696332 3696263 22 


90 


rain ICP1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alte 


90 


90 


2 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Enterobacteriales; 


90 


90 


SR91 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Enterobacteriales; 


90 


90 


bacteria; Gammaproteobacteria; Methylococcales; M 


90 


16S ribosomal RNA, partial sequence 3693916 36953 
Gammaproteobacteria; Pasteurellales; Pasteurellac 


90 


NM319 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Pasteurellales; 
716736 Bacteria_16S 


gi|219846465 


gi|219846464 
3660516 36619 


219846459 
36666 


gi 
gi|219846457 
3669690 36711 


219846456 
36711 


gi 


gi|219846455 
Ent 


219846442 
36924 


gi 


gi|219846441 


219846439 
36953 
Pa 


gi 


NR_026057.1 
3658961 366046 
romonadales; She 
ref|NR_026056.1 


aceae; Glaciecol 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 


ref|NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026032.1 


eae. 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; 
ref|NR_025992.1 


ibrio. 
ref|NR_025955.1 


Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 
Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Brenneria salicis 

ria salicis ATCC 15712 

eae; Brenneria. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 

Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 


716736 Bacteria_16S 


16736 Bacteria_16S 
s strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


16736 Bacteria_16S 
bosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 
716736 Bacteria_16S 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellac 
716736 Bacteria_16S 


3892614 3892545 22 
s Bacteria; 


3913866 3913797 22 


3951266 3951197 22 


3952824 3952755 22 


bacteria; Gammaproteobacteria; Pasteurellales; 


90 


90 


90 


90 


strain DSK1 16S ribosomal RNA, partial sequence 


chungwhensis str 
chungwhensis Bac 
Salinimonas. 


strain SW-120 16 
Proteobacteria; 


strain SW-117 16 
Proteobacteria; 


strain TF-22T 16 
Proteobacteria; 


HDS1-1 16S ribos 
Gammaproteobacte 


16736 Bacteria_16S 


716736 Bacteria_16S 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellac 
716736 Bacteria_16S 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellac 
716736 Bacteria_16S 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonad 
716736 Bacteria_16S 
omal RNA, partial sequence 
ria; Vibrionales; Vibrionaceae; Vibrio. 
716736 Bacteria_16S 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 


4003005 4002936 22 


4006018 4005949 22 


teria; Proteobacteria; 


4028717 4028648 22 


4030267 4030198 22 


4045442 4045373 22 


4046972 4046903 22 


4052903 4052834 22 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 
716736 Bacteria_16S 

lipolyticum strain M37 16S ribosomal RNA, partial sequence 
B 

7 


90 


acteria; Proteobacteria; Gammaproteobacteria; Vibrionales; 


90 


ain BH030046 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


90 


90 


90 


90 


90 


Gammaproteobacteria; 


4045996 4047515 Vibri 


Pa 
gi| 219846300 
complete sequ 


gi|219846285 
3912908 39143 


gi|219846258 
3950287 39517 


gi| 219846257 
3951843 39533 


219846223 
40020 
Vibri 
219846221 


gi 


gi 
Alter 


gi|219846204 
4027757 40292 


gi| 219846203 
4029306 40308 


gi|219846190 
4044490 40459 


gi|219846189 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref|NR_025890.1 
ence 389163 
Oceanospirillale 


ref |NR_025875.1 
teriaceae; Xenor 
ref |NR_025848.1 


eae; Shewanella. 


46 4003543 Photob 
onaceae; Photoba 
ref|NR_025811.1 

4005071 400647 
omonadales; Alte 
ref|NR_025794.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


Shewanella. 
NR_025780.1 


eae; 
ref 


aceae; Alteromon 
ref|NR_025779.1 
Oo ezurae Bacteri 


gi|219846185 


ref|NR_025775.1 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Shewanella violacea 


92 Shewanella violacea Bacteria; 


ref|NR_025847.1| Moritella japonica 
48 Moritella japonica Bacteria; 

ae; Moritella. 

ref|NR_025813.1| Photobacterium 


acterium lipolyticum 
cterium. 

Salinimonas 
7 Salinimonas 
romonadaceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 


4051928 4053458 Pseudoalteromonas aliena 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromona 


Ss. 


716736 Bacteria_16S 4055895 4055826 22 90 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

716736 Bacteria_16S 4067982 4067913 22 90 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

716736 Bacteria_16S 4104197 4104128 22 90 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

716736 Bacteria_16S 4124032 4123963 22 90 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

716736 Bacteria_16S 4128559 4128490 22 90 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

716736 Bacteria_16S 4130048 4129979 22 90 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

716736 Bacteria_16S 4179341 4179272 22 90 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

716736 Bacteria_16S 4186960 4186891 22 90 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

716736 Bacteria_16S 4211104 4211019 10 93 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

716736 Bacteria_16S 4214170 4214101 22 90 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

716736 Bacteria_16S 4215724 4215655 22 90 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

716736 Bacteria_16S 47794 47726 23 90 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
716736 Bacteria_16S 69141 69057 11 93 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

716736 Bacteria_16S 76574 76502 22 93 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

716736 Bacteria_16S 99308 99225 12 93 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
716736 Bacteria_16S 213999 213931 22 90 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

716736 Bacteria_16S 367107 367039 23 90 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 


fontislapidosi Ba 
Idiomarina. 


716736 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


716736 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


716736 Bacteria_16S 


strain AS4.0578 1 
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716736 Bacteria_16S 
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Lentzea. 


cteria; Proteobacteria; Gammaproteobac 


525061 524977 11 93 gi 
$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


791515 791447 23 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
878085 878001 11 93 gi 


90 gi 


6S ribosomal RNA, partial sequence 877138 87856 


ctinobacteridae; Actinomycetales; Pseu 


complete sequence 790537 79204 


teria; Alt 
265678702 
e 52414 
ales; Cory 


265678518 


sychromona 
265678460 


donocardin 


881092 881008 11 93 gi 
37 16S ribosomal RNA, partial sequence 


ref 


neba 


ref 


dace 
ref 


eae; 


265678458 


ref 


eromonadales; 


6 525550 Coryn 


3 Psychromonas 


I 


NR_029007.1 
e. 


cterineae; C 


NR_028821.1 


ae; Psychro 
NR_028763.1 


Actinosynne 
NR_028760.1 


d 


iomarinaceae; 
Corynebacterium 
bacterium ciconiae 


orynebacteriaceae; 


Psychromonas arctica 


arctica Bacteria; 
monas. 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 


880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 


716736 Bacteria_16S 1152596 1152528 23 90 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

716736 Bacteria_16S 1201013 1200941 22 93 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

716736 Bacteria_16S 1237342 1237270 22 93 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

716736 Bacteria_16S 1277802 1277734 23 90 gi|219846127|ref|NR_025717.1| Thalassomonas 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 1276861 1278268 Thalassomonas 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Thalassomonas. 
716736 Bacteria_16S 1292871 1292799 19 90 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 


716736 Bacteria_16S 1382540 1382472 23 90 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

716736 Bacteria_16S 1399033 1398949 11 93 gi|228715357|ref|NR_027529.1| Gemmatimonas 


aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
716736 Bacteria_16S 1412495 1412427 23 90 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 1413034 Algicola sagamiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 

716736 Bacteria_16S 1440194 1440110 11 93 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
716736 Bacteria_16S 1547623 1547555 23 90 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
716736 Bacteria_16S 1757547 1757479 23 90 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

716736 Bacteria_16S 1856211 1856127 11 93 gi|219878297|ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
716736 Bacteria_16S 1894568 1894492 7 82 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
Desulfomicrobium. 
716736 Bacteria_16S 1933791 19337157 82 gi|219878239|ref|NR_025378.1| Desulfomicrobium orale 
strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 


716736 Bacteria_16S 1967207 1967136 23 93 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

716736 Bacteria_16S 1977764 1977688 7 82 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
716736 Bacteria_16S 2086468 2086400 23 90 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

716736 Bacteria_16S 2236467 2236395 22 93 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 


thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 
716736 Bacteria_16S 2264027 2263959 23 90 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain IS04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

716736 Bacteria_16S 2298922 2298854 23 90 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
716736 Bacteria_16S 2303386 2303314 19 90 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

716736 Bacteria_16S 2324744 2324660 11 93 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
716736 Bacteria_16S 2412660 2412592 23 90 gi|219857452|ref|NR_025040.1| Methylosarcina 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 


quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
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Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

716736 Bacteria_16S 3117089 3117021 23 90 gi|219846844|ref|NR_026436.1 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 311762 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychr 
Psychromonas. 

716736 Bacteria_16S 3597717 3597645 22 93 gi|219846509|ref|NR_026101.1 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticu 
716736 Bacteria_16S 3662999 3662931 23 90 gi| 219846463 |ref|NR_026055.1 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequence 3662041 366352 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Co 
716736 Bacteria_16S 3699359 3699283 7 82 gi| 219846437 |ref|NR_026028.1 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobi 
716736 Bacteria_16S 3796560 3796492 23 90 gi|219846366|ref|NR_025957.1 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 37970 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
716736 Bacteria_16S 3983691 3983623 23 90 gi|219846236|ref|NR_025826.1 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 39841 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
716736 Bacteria_16S 4010568 4010500 23 90 gi|219846216|ref|NR_025806.1 
strain R22 16S ribosomal RNA, partial sequence 4009610 40110 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
716736 Bacteria_16S 4018049 4017981 23 90 gi|219846211|ref|NR_025801.1 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 40185 

Proteobacteria; Gammaproteobacteria; Kangiella. 

716736 Bacteria_16S 4019592 4019520 19 90 gi|219846210|ref|NR_025800.1 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 402012 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

716736 Bacteria_16S 4095381 4095309 20 91 gi|219846156|ref|NR_025746.1 
strain P2 16S ribosomal RNA, partial sequence 4094388 40957 

Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
716736 Bacteria_16S 4170112 4170040 19 90 gi|219846100|ref|NR_025690.1 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 
716736 Bacteria_16S 4196095 4196023 19 90 gi|219846078|ref|NR_025668.1 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 419657 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hah 
716736 Bacteria_16S 17475 17404 23 93 gi|265679052|ref|NR_029360.1 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716736 Bacteria_16S 29758 29687 23 93 gi|265679044|ref|NR_029352.1 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 
716736 Bacteria_16S 31332 31261 23 93 gi|265679043|ref|NR_029351.1 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
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716736 Bacteria_16S 40165 40094 23 93 gi|265679037|ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

716736 Bacteria_16S 50881 50810 12 82 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
716736 Bacteria_16S 54086 54015 23 93 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
716736 Bacteria_16S 80976 80905 23 93 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

716736 Bacteria_16S 94658 94587 23 93 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716736 Bacteria_16S 100834 100763 23 93 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

716736 Bacteria_16S 102400 102329 23 93 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

716736 Bacteria_16S 117735 117652 12 93 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

716736 Bacteria_16S 122358 122275 12 93 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
716736 Bacteria_16S 125306 125235 23 93 gi| 265678979 |ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

716736 Bacteria_16S 164879 164808 23 93 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716736 Bacteria_16S 199975 199892 12 93 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

716736 Bacteria_16S 224645 224574 23 93 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

716736 Bacteria_16S 258192 258121 23 93 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
716736 Bacteria_16S 271653 271582 23 93 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
716736 Bacteria_16S 280742 280659 12 93 gi| 265678873 |ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

716736 Bacteria_16S 296012 295929 12 93 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

716736 Bacteria_16S 312713 312642 23 93 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

716736 Bacteria_16S 321678 321607 23 93 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 332638 332567 23 93 gi| 265678839 |ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

716736 Bacteria_16S 346448 346377 23 93 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

716736 Bacteria_16S 347917 347846 23 93 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
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AAACTCAAAGGAATTGACGGGGGCCCGCACAAACGGCGGAGCATCGGCTTAATTCGATGCAACGCGAAGAACCTCACCTGGGCTTGACATGGAGGGAAAAGCCGC 
AGAGATGCGGTGTCCTTCGGGTCCCTTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGAGTCGTGAGATGTTGGGTAAGTCCCGCAACGAGCGCAACCCTTGCCC 
TATGTTGCCACGGGTCATGCCGGGGACTCGTAGGGGACTGCCGGAGTTAATTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTACGTCCAGGGCTG 
CACGCATGCTACAATGGCCGGTACAAAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAAAAACCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTG 
AAGTCGGAGTCGCTAGTAATCCCGGATCAGCACGCCGGGGTGAATACGTTCCCGGGCTAGTACACACCGCCCGTCACACCACGAAAGTCGGCAACACCCGAAGCG 
GTGGCCCAACCCGCAAGGGAGGGAGCCGTCGAAGGTGGGGTCGGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCACGCCTAACACATGCAAGTCGAGCGCAATCCTTCGGGATCGAGCGGCGGACGGGTTAGTAACGCGTGG 
GAACATACCCTTCTCTAAGGAATAGCCTCGGGAAACTGAGAGTAATACCTTATACGCCCTTCGGGGGAAAGATTTATCGGAGAAGGATTGGCCCGCGTAAGATTA 
GATAGTTGGTGGGGTAATGGCCTACCAAGTCTACGATCTTTAGCTGGTCTGAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATCTTAGACAATGGGCGAAAGCCTGATCTAGCGATRCCGCGTGTGTGACGAAGGCCTTAGGGTCGTAAAGCACTTTCGCCAAGGATGATAATG 
ACAGTACTTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGC 
GGACTAATAAGTTAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTAATACTGTTAGTCTTGAGTTCGAGAGAGGTAAGTGGAATTCCGAGTGTAGAGG 
TGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTTGGGGGGCTTGCCCTTCAGTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTGTGCTAT 
ATCCAGAGATGGATAGTTCCCTTAGGGGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAAC 
CCACATCCTTAGTTGCCAGCAGGTTAAGCTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGG 
GTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAACTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCG 
CTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGGCCGTGCGCTAAC 
CCTTCGGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCGTGCTT 
NACMCRTGCGAGTCGAGCGAAGCACTTAGGWAAGATTCTTCGGATGATTTCCTATTTGACTGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTCCCTCATAC 
AGGGGGATAACAGTTAGAAATGACTGCTAATACCGCATAAGACCACAGCACCGCATGGTGCAGGGGTAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATT 
AGTTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAG 
GCAGNAGNGGGGAATATTGCACAATGGGGGANACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAT 
GACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGA 
CGGAGCAGCAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTTGATCTGGAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCG 
GTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGACTACTAGGTGTCGGGTGGCAAAGCCATTCGGTGCCGCAGGCAACGCAATAAGTAGTCCACCTGGGGAGTACGTTCGCA 
AGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGNAACCTTACCTGCTCTTGACATCCCGGTG 
ACGGCAGAGTAATGTCTGCTTTTCTTCGGAACACCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCCTATCTTCAGTAGCCAGCGGTAAGGCCGGGCACTCTGGAGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GAGCAGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCGAACCCGCGAGGGTGGGCAAATCCCANAAATAACGTCTCAGTTCGGATTGTAGTCTGCAA 
CTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGT 
AACGCCCGAAGTCAGTGACCCAACCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCTTGGCTCAGAGCGAACGCTGGCGG 
CAGGCTTAACACATGCAAGTCGAACGGGCGTAGCAATACGTCAGTGGCAGACGGGTGAGTAACACGTGGGAACGTACCTTTTGGTTCGGAACAACTGAGGGAAAC 
TTCAGCTAATACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGA 
TCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCTACGGGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGAT 
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716736 Bacteria_16S 394536 394465 23 93 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

716736 Bacteria_16S 396026 395955 23 93 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

716736 Bacteria_16S 414720 414649 23 93 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716736 Bacteria_16S 428550 428467 12 93 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

716736 Bacteria_16S 453209 453138 23 93 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

716736 Bacteria_16S 456370 456299 23 93 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

716736 Bacteria_16S 473032 472961 23 93 gi|265678736|ref|NR_029041.1| Weissella koreensis 
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716736 Bacteria_16S 608420 608337 12 93 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

716736 Bacteria_16S 609971 609900 23 93 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

716736 Bacteria_16S 611518 611447 23 93 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716736 Bacteria_16S 623622 623539 12 93 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

716736 Bacteria_16S 651230 651159 23 93 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

716736 Bacteria_16S 661631 661560 23 93 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

716736 Bacteria_16S 666235 666164 23 93 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

716736 Bacteria_16S 696562 696491 23 93 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

716736 Bacteria_16S 717417 717350 24 90 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

716736 Bacteria_16S 731277 731206 23 93 gi|265678561|ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

716736 Bacteria_16S 754657 754590 23 89 gi| 265678543 |ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
716736 Bacteria_16S 768358 768287 23 93 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

716736 Bacteria_16S 773021 772950 23 93 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

716736 Bacteria_16S 776175 776104 23 93 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

716736 Bacteria_16S 783876 783805 23 93 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

716736 Bacteria_16S 799158 799087 23 93 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

716736 Bacteria_16S 832876 832805 23 93 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

716736 Bacteria_16S 850832 850761 23 93 gi|265678479|ref|NR_028782.1| Heliorestis baculata 


strain OS Hl 16S 
Firmicutes; Clos 
7 

gasicomitatum st 
g 
7 


strain Kl 16S ri 
Proteobacteria; 


716736 Bacteria_ 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 


16736 Bacteria_ 


asicomitatum LMG 
16736 Bacteria_ 


ribosomal RNA, partial sequence 
tridia; Clostridiales; Heliobacteriacea 
16S 856949 856878 23 93 gi 
rain TB1-10 16S ribosomal RNA, partial 

18811 Bacteria; Firmicutes; Lactobaci 
16S 860079 859996 12 93 gi 
bosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales 


, 


16S 879522 879451 23 93 gi 


849874 85135 
e; 


Heliore 
265678474 


sequence 
llales; 


Le 
265678472 


859076 86059 


Geobacte 


8 Heliorestis baculata Bacteria; 


265678459 


stis. 
ref|NR_028777.1] Leuconostoc 

855982 857475 Leuconostoc 
uconostoc. 
ref|NR_028775.1| Geobacter thiogenes 
6 Geobacter thiogenes Bacteria; 
raceae; Geobacter. 
ref|NR_028762.1| Prochlorococcus 


878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcace 


ae; Prochlorococcus. 


716736 Bacteria_16S 897853 897782 23 93 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
716736 Bacteria_16S 910190 910119 23 93 gi|265678438|ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
716736 Bacteria_16S 916434 916363 23 93 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
716736 Bacteria_16S 924256 924173 12 93 gi| 265678429 |ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
716736 Bacteria_16S 931851 931780 23 93 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
716736 Bacteria_16S 933435 933364 23 93 gi|265678423|ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
716736 Bacteria_16S 939598 939527 23 93 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1l 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
716736 Bacteria_16S 958240 958169 23 93 gi| 265678406 |ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
716736 Bacteria_16S 962872 962801 23 93 gi| 265678403 |ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
716736 Bacteria_16S 1019375 1019304 23 93 gi|265678365|ref|NR_028667.1| Staphylococcus 
succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
716736 Bacteria_16S 1020973 1020902 23 93 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
716736 Bacteria_16S 1022526 1022455 23 93 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
716736 Bacteria_16S 1024097 1024026 23 93 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
716736 Bacteria_16S 1033164 1033093 23 93 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
716736 Bacteria_16S 1034724 1034653 23 93 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 
716736 Bacteria_16S 1059114 1059031 12 93 gi| 265678338 |ref|NR_028640.1| Deferribacter 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 
716736 Bacteria_16S 1081445 1081374 23 93 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
strain NAFO01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
716736 Bacteria_16S 1082972 1082901 23 93 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
716736 Bacteria_16S 1092167 1092096 23 93 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
716736 Bacteria_16S 1117837 1117766 23 93 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
716736 Bacteria_16S 1120858 1120775 12 93 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 
716736 Bacteria_16S 1126877 1126794 12 93 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 
716736 Bacteria_16S 1134408 1134325 12 93 gi|253680767|ref|NR_028015.1| Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 
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716736 Bacteria_16S 1225135 1225064 23 93 gi| 219878314 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcace 
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716736 Bacteria_16S 1262791 1262708 12 93 gi|219846681 
strain CBS 107.95 16S ribosomal RNA, partial sequence 12618 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
716736 Bacteria_16S 1285301 1285230 23 93 gi|219846054 
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716736 Bacteria_16S 1286858 1286787 23 93 gi| 219846053 
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716736 Bacteria_16S 1341662 1341591 23 93 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
716736 Bacteria_16S 1347899 1347816 12 93 gi|228720860|ref|NR_027598.1| Syntrophobacter 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Syntrophobacteraceae; Syntrophobacter. 
716736 Bacteria_16S 1384064 1383993 23 93 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 
716736 Bacteria_16S 1391458 1391387 23 93 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
716736 Bacteria_16S 1410982 1410911 23 93 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
716736 Bacteria_16S 1420084 1420013 23 93 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
716736 Bacteria_16S 1434019 1433948 23 93 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 
716736 Bacteria_16S 1441760 1441689 23 93 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
716736 Bacteria_16S 1450853 1450770 12 93 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
716736 Bacteria_16S 1479540 1479469 23 93 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 
716736 Bacteria_16S 1491704 1491633 23 93 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
716736 Bacteria_16S 1497704 1497633 23 93 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
716736 Bacteria_16S 1499217 1499146 23 93 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 
716736 Bacteria_16S 1509668 1509597 23 93 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
716736 Bacteria_16S 1511247 1511176 23 93 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 
716736 Bacteria_16S 1514116 1514045 23 93 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
716736 Bacteria_16S 1526253 1526182 23 93 gi| 219857499 |ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
716736 Bacteria_16S 1539949 1539866 12 93 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
716736 Bacteria_16S 1555087 1555016 23 93 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
716736 Bacteria_16S 1562504 1562433 23 93 gi| 219846143 |ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
716736 Bacteria_16S 1574475 1574392 12 93 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 
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ref|NR_025525.1 
87 Butyrivibrio 
rio. 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025516.1 
69 1745812 Strept 


Butyrivibrio hungatei 
hungatei Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Streptococcus ratti 
ococcus ratti Bacteria; 


ref|NR_025496.1 
1770072 177148 
Corynebacter 


Corynebacterium 
6 Corynebacterium 
es; ineae; 
ref |NR_025469.1 
1807983 180946 
nococcus. 
ref|NR_025459.1 
01 1824836 Haloba 


Planococcus 
1 Planococcus 


Halobacillus trueperi 
cillus trueperi 


ref|NR_025456.1| Oceanicaulis 

1827843 1829266 Oceanicaulis 
cterales; Hyphomonadaceae; Oceanicaulis. 
ref|NR_025449.1| Lactobacillus 

1836949 1838461 Lactobacillus 
eae; Lactobacillus. 
ref|NR_025448.1| Lactobacillus hamsteri 
21 Lactobacillus hamsteri Bacteria; 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


ref|NR_025437.1| Globicatella 
1853726 1855215 Globicatella 


Globicatella. 


strain DSM 9172 1 
Firmicutes; Lacto 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


strain 3S-1 16S r 
Firmicutes; Bacil 
7 
strain DSM 11713 
irmicutes; Bacil 


F 
7 
psychrotolerans s 
psychrotolerans B 
7 
CIP 106764 16S ri 
irmicutes; Lacto 


E 
7 
sanguinicola stra 
sanguinicola Bact 
7 
strain DSM 12654 

Firmicutes; Bacil 
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strain LMG 18435 
Firmicutes; Bacil 
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strain LMG 17489 
Firmicutes; Bacil 
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auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 
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strain m2661/98/1 
Firmicutes; Lacto 
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strain ET-5b 16S 
Firmicutes; Bacil 
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16S r 
Bacil 


strain 581 
Firmicutes; 
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ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 
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strain DSM 176 16 
Proteobacteria; G 


716736 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; G 
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variabile strain 
variabile Bacteri 
Corynebacteriacea 


716736 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


716736 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


716736 Bacteria_16S 
ATCC 33200 16S ribosomal RNA, partial 


johnsonii strain 
johnsonii Bacteri 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


1857634 1857563 23 93 gi 
bacillales; Carnobacteriaceae; Trichoc 
1859177 1859094 12 93 gi 


in CCUG 41823 16S ribosomal RNA, parti 


e; Corynebacterium. 

1871421 1871350 23 93 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1891479 1891408 23 93 


gi 


gi 
lales; Bacillaceae; Bacillus. 

1893000 1892929 23 93 gi 
train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
1903597 1903526 23 93 gi 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
1909276 1909205 23 93 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1912290 1912219 23 93 gi 
Ureibacillus. 


lales; Planococcaceae; 


1945975 1945904 23 93 gi 


lales; Bacillaceae; Bacillus. 

1953588 1953505 12 93 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

1961141 1961070 23 93 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
1968728 1968657 23 93 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
1974617 1974546 23 93 gi 
ibosomal RNA, partial sequence 
lales; Planococcaceae; 
1987186 1987103 12 
n Cb fel8 16S ribosomal RNA, 
ria; Proteobacteria; 
Cystobacter. 
2025180 2025109 23 
S ribosomal RNA, 
ammaproteobacteria; Chromatiales; Chro 
2029718 2029647 23 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
2031142 2031059 12 93 gi 
DSM 20132 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
e; Corynebacterium. 

2037231 2037148 12 93 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


Marinibacillus. 
93 gi 
complete 
Deltaproteobacter 


93 gi 


2040333 2040262 23 93 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2083455 2083384 23 93 gi 
Lactob 


a; Firmicutes; Lactobacillales; 


716736 Bacteria_16S 
submarinus strain 6N 16S ribosomal RNA, partial sequence 


2103226 2103155 12 82 


eria; Actinobacteria; Actinobacteridae; 


complete sequence 2024259 20 


2028754 20 


219878296 


6S ribosomal RNA, partial sequence 1856650 18581 


occus. 
219878295 
al 


v 


219878287 


1870444 18719 


219878270 


16S ribosomal RNA, partial sequence 1890504 18919 


219878269 
ti 
laceae; 

219878261 


1902626 19040 


219878257 
al 
oc 
219878255 


16S ribosomal RNA, partial sequence 1911333 19128 


219878234 


1941266 1941195 23 93 gi 
16S ribosomal RNA, partial sequence 1940300 19418 
lales; Bacillaceae; Bacillus. 


219878231 


16S ribosomal RNA, partial sequence 1945009 19464 


219878226 
sequence 
Ac 


219878221 

19601 
s. 
219878216 


1967755 19691 
Ther 


edis; 
219878212 


1973642 19751 


219878204 
sequence 

ia; 
219878179 
257 
matiaceae; 
219878176 
301 
matiaceae; 
219878175 
equence 
ctinomycet 
219878170 
nce 20362 
ales; Cory 


219878168 
equence 
coccaceae; 
219878134 
sequence 
acillaceae 
219878118 


gi 


sequenc 
Actinomy 


al seque 
Ba 


sequenc 
occaceae; 


tinomyce 


Myxoco 


ref|NR_025435. 
69 Trichococcus 


ref 
e 1858220 18597 
cetales; 


ref 


ref 


ref 
nce 

cill 
ref 


18920 
us. 


ref AS 
e 1908318 19098 
; Aerococcus. 

ref 
21 Ureibacillus 


ref 


ref 


ref 
1952641 19540 
tales; 


ref 
67 1961603 Vagoc 


ref 


mica 
ref 


nus. 


ref 
1986193 19877 
ccales; 


ref 


Isochromatium. 


ref 


Chr 
ref 

2030195 20316 
ales; Corynebac 


omatium. 


, 
ref 
84 2037751 Coryn 
nebacterineae; 


ref 
2039358 20408 
Dolosicoccus. 
ref 
2082477 20839 
; La 
ref 


NR_025434.1 
Coryne 


NR_025426.1 
75 Geobacillus vulcani Bacteria; 


NR_025409.1 
89 Bacillus psychrodurans Bacteria; 


NR_025408.1 
NR_025400.1 
30 Facklamia miroungae Bacteria; 


NR_025396.1 
NR_025394.1 
NR_025373.1 


02 Bacillus shackletonii Bacteria; 


NR_025370.1 
74 Bacillus fumarioli Bacteria; 


NR_025365.1 
Coryneba 
NR_025360.1 
NR_025355.1 
80 Thermicanus aegyptius Bacteria; 


NR_025351.1 
64 Marinibacillus marinus Bacteria; 


NR_025343.1 
Cystoba 


NR_025318.1 
08 Isochromatium 


NR_025315.1 
44 Chromatium okenii Bacteria; 


NR_025314.1 


NR_025309.1 


NR_025307.1 


NR_025273.1 


ctobacillus. 
NR_025257.1 
2102211 2103776 Desulfonauticus submarinus 


0 


4 


1 


4 
c 


fo} 


0 
c 


3 
t 


e 
Cc 


6 


6 


b 


Trichococcus palustris 


palustris Bacteria; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Geobacillus vulcani 


Bacillus psychrodurans 


Bacillus 

0 1893527 Bacillus 
Facklamia miroungae 
Aerococcus 


6 Aerococcus 


Ureibacillus terrenus 


terrenus Bacteria; 


Bacillus shackletonii 


Bacillus fumarioli 


Corynebacterium 
7 Corynebacterium 
terineae; 


Vagococcus fessus 
ccus fessus Bacteria; 


Thermicanus aegyptius 


Marinibacillus marinus 


Cystobacter 
9 Cystobacter 
terineae; 


Isochromatium buderi 
buderi Bacteria; 


Chromatium okenii 
Corynebacterium 

0 Corynebacterium 
erineae; 
Corynebacterium 
bacterium simulans 


orynebacteriaceae; 


Dolosicoccus 
7 Dolosicoccus 


Lactobacillus 
3 Lactobacillus 


Desulfonauticus 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 


Firmicutes; Bacil 


Firmicutes; Bacil 


strain TF-12 16S 
Firmicutes; Bacil 


strain TF-11 16S 
Firmicutes; Bacil 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


pleistocenium str 
pleistocenium Bac 


strain IH003 16S 


irmicutes; Lacto 


acteria; Firmicu 


ermentum strain 
acteria; Firmicu 


antheris strain 
antheris Bacteri 


ructosus strain 
ructosus Bacteri 


YmMmhndonwWhraiwdny 


ficulneus strain 
Bacteria; Firmicu 
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strain ATCC 29178 
Firmicutes; Lacto 
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strain SK-1 16S r 
Firmicutes; Bacil 


716736 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


716736 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


subterraneus stra 


acteria; Firmicu 


B 
7 
alkaliphilus stra 
Bacteria; Firmicu 
cL: 


strain BG29 16S r 
Firmicutes; Clost 


716736 Bacteria_16S 


NRRL B-24104 16S 


sulfonivorans str 
Bacteria; Proteob 
strain YKJ-10 16S 


irmicutes; Bacil 


acteria; Firmicu 


716736 Bacteria_16S 
strain TF-9 16S ribosoma 


716736 Bacteria_16S 
strain HSL-3 16S ribosomal RNA, partial sequence 

Halobacillus. 
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716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 
iridans strain M 


16736 Bacteria_16S 


16736 Bacteria_16S 
LMG 21017 16S ribosomal RNA, 
Lactobacillales; 
16736 Bacteria_16S 
DSM 20349 16S ribosomal RNA, partial sequence 
Lactobacillales; 
16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 
ibosomal RNA, partial sequence 


16736 Bacteria_16S 
SW28 16S ribosomal RNA, partial 
Planococcaceae; 


2115308 2115237 23 


lales; Planococcaceae; 
2119916 2119845 23 


lales; Bacillaceae; 
2124411 2124340 23 


lales; Bacillaceae; 
2125967 2125896 23 
ribosomal RNA, 
lales; Bacillaceae; 
2160570 2160499 23 


2169797 2169726 23 


teria; Firmicutes; 
2177411 2177340 23 
ribosomal RNA, 
bacillales; Leuconostoc. 
2186471 2186400 23 

tes; Lactobacillales; 
2191075 2191004 23 
Z-7984 
tes; 


2197084 2197013 23 


Firmicutes; 
2250149 2250078 23 


a; 


Firmicutes; 
2251674 2251603 23 


a; 


tes; Lactobacillales; 


2259330 2259259 23 


bacillales; 
2267114 2267043 23 


lales; Bacillaceae; 
2285495 2285424 23 


lales; Bacillaceae; 
2289950 2289879 23 
2312568 2312497 23 


tes; Bacillales; 
2314073 2314002 23 
tes; Bacillales; 
2338107 2338036 23 
ridia; Clostridiales; 
2342717 2342634 12 


2350226 2350155 23 


2382162 2382091 23 


lales; Bacillaceae; 
2398835 2398764 23 


tes; Bacillales; 


F 
7 
aquimarina strain 
B 
wi 


Firmicutes; 


16736 Bacteria_16S 
strain MT-1077 16S ribosomal RNA, partial sequence 


Lactobacillales; Lactobacillaceae; 


2404947 2404876 23 


93 


1 RNA, partial sequence 
Planococcus. 


93 


93 


ribosomal RNA, partial sequence 
Bacillus. 


93 


partial sequence 
Bacillus. 


93 


93 


93 


partial sequence 


93 


PL-11 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


93 


93 


complete 


93 


93 


FS-1 16S ribosomal RNA, partial sequence 
Fructobacillus. 


93 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


93 


ibosomal RNA, partial sequence 
Geobacillus. 


93 


54 16S ribosomal RNA, partial sequence 
Bacillus. 


93 


93 


in 34 16S ribosomal RNA, partial sequence 
Bacillaceae; 


93 


in T8 16S ribosomal RNA, partial sequence 
Salinicoccus. 


93 


Heliobacteriaceae; 


93 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
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93 


93 


ribosomal RNA, partial sequence 
Bacillus. 


93 


93 


gi|219857658 


2114343 21158 


gi|219857655 


2118933 21204 


gi|219857652 


2123444 21249 


gi|219857651 


2125001 21265 


gi|219857628 


in PA 51 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


gi| 219857622 


ain FTR1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


gi|219857615 


2176454 21779 


gi|219857608 


gi|219857605 


16S ribosomal RNA, partial sequence 2190108 2191561 Amphib 
Bacillales; Bacillaceae; Amphibacillus. 


219857601 
sequence 


gi 


Lactobacillaceae; 


gi| 219857566 


Fructobacillus. 


gi|219857565 


gi|219857560 


gi|219857555 
2266147 22676 


gi] 219857542 


gi| 219857539 


6S ribosomal RNA, partial sequence 2288984 22904 
ridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 
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219857521 
23115 


gi 


Geobacillus. 


219857520 
23131 


gi 
gi|219857503 
2337153 23386 


gi| 219857500 
2341772 23432 


gi|219857494 


ain S1 16S ribosomal RNA, partial sequence 23493 
acteria; Alphaproteobacteria; Rhizobiales; 
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gi| 219857472 
2381197 23827 


gi|219857461 
sequence 23978 
Sporosarcina. 

gi| 219857457 


Rhodospirillales; Ace 


Carnobacteriaceae; 


2185517 2186981 Carnob 
Carnobacterium. 


2250718 2252192 Fructo 


2258345 2259880 Strept 
Streptococcus. 


2284530 2285939 Bacill 


Hyphomicrobiaceae; Hy 


ref |NR_025247.1 


ref|NR_025244.1 


ref|NR_025241.1 


ref |NR_025240.1 


ref |NR_025217.1 


159648 216110 


is} 


ref|NR_025211.1 
2168820 217030 
Carnobact 


ref|NR_025204.1 


ref |NR_025197.1 


ref |NR_025193.1 


ref |NR_025189.1 
196082 219764 
Lactobacillus. 
ref|NR_025154.1 


2249193 225066 


Ny 


ref|NR_025153.1 


ref|NR_025148.1 
ref|NR_025143.1 
ref|NR_025130.1 
ref 


NR_025127.1 


ref|NR_025109.1 
80 2313074 Geobac 


ref|NR_025108.1 
25 2314583 Salini 


ref |NR_025091.1 


ref|NR_025088.1 
Pseudonocar 
ref |NR_025082.1 
35 2350745 Hyphom 


ref|NR_025060.1 


ref|NR_025049.1 
69 2399376 Sporos 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


54 Halobacillus salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Swaminathania 
2 Swaminathania 
tobacteraceae; 


Carnobacterium 
5 Carnobacterium 
erium. 
Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Carnobacterium 
acterium viridans 


Amphibacillus 
acillus fermentum 


Lactobacillus 
0 Lactobacillus 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Streptococcus iniae 
ococcus iniae Bacteria; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Geobacillus 
illus subterraneus 


Salinicoccus 
coccus alkaliphilus 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 
Heliobacterium. 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 

Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Sporosarcina 
arcina aquimarina 


ref|NR_025045.1 


Lactobacillus kimchii 


2403965 2405486 Lactobacillus kimchii Bacteria; 


Lactobacillus. 


7 
didelphis strain 


didelphis Bacteri 
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strain DSM5578 16 
Firmicutes; 


Firmicutes; 
7 
Bacteria; 
7 
° 
° 
7 


strain KCTC 3666 
Firmicutes; 


7 
strain Z-2189 16S 
irmicutes; 


risratti strain 


F 
7 
° 
° 
7 
a 
Bacteria; 
7 


meridiei strain S 
Bacteria; 


subsp. 


subtilis subsp. s 


716736 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


716736 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


716736 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


716736 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


716736 Bacteria_16S 


selangorensis str 
selangorensis Bac 


716736 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 
7 
alkanoclasticum s 
alkanoclasticum B 


716736 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


716736 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


716736 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


16736 Bacteria_16S 


Lacto 
716736 Bacteria_16S 
strain IH25 16S r 
Lacto 
16736 Bacteria_16S 
koreense strain J 
Firmicu 
16736 Bacteria_16S 
livapovliticus s 
livapovliticus B 
16736 Bacteria_16S 


Bacil 
716736 Bacteria_16S 
peptonophila stra 
peptonophila Bact 
716736 Bacteria_16S 
dichotomicum stra 
dichotomicum Bact 
16736 Bacteria_16S 


Clost 
16736 Bacteria_16S 


risratti Bacteri 
16736 Bacteria_16S 
lkaliphilum stra 
Firmicu 
16736 Bacteria_16S 


Firmicu 


716736 Bacteria_16S 
spizizenii 


16736 Bacteria_16S 


S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420437 2420366 23 93 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2444556 2444485 23 93 gi 
GO7 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2449142 2449071 23 93 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2450654 2450583 23 93 gi 


gi 


e 


lales; Thermoactinomycetaceae; Laceyel 
2452205 2452134 23 93 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2453728 2453657 23 93 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2467350 2467279 23 93 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

2495878 2495807 23 93 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2527630 2527559 23 93 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2548355 2548284 23 93 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2551358 2551287 23 93 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2572822 2572751 23 93 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2589776 2589705 23 93 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2591355 2591284 23 93 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2592929 2592858 23 93 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2617609 2617538 23 93 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2622161 2622090 23 93 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2634327 2634256 23 93 gi 
train MAE2 16S ribosomal RNA, partial 

acteria; Firmicutes; Bacillales; Plano 
2642026 2641943 12 93 gi 


1 


1 


cl 


s 
oc 


ne 
oc 


oc 


1 
os 


cu 


cu 


cu 


al 
ct 


en 
mi 


se 
co 


eltaproteobacteria; Desulfobacterales; 
2655619 2655536 12 93 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

2664506 2664435 23 93 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 


D 
s 


Ac 


ia 
il 
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mi 
219857420 
1 sequen 
rnobacte 
219857419 
16S ribosomal RNA, partial sequence 2449732 24511 
la. 
219857418 
sequence 
nomyceta 
219857417 


ia 
Ca 


61 


ti 
219857405 
2466381 24678 


2417345 2417274 23 93 gi|219857448|ref|NR_025036.1 
W94-11374-1 16S ribosomal RNA, partial sequence 2416361 241786 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2418882 2418811 23 93 gi| 219857447 |ref|NR_025035.1 


2417916 24194 


219857446 
2419471 24209 


219857423 


24435 
crobium. 


sequence 
nomyceta 


ostridiu 


219857386 


equence 
occaceae 


219857359 


e 25266 
caceae; 


219857345 


25473 
caceae; 


219857343 


partial 
es; Baci 


219857286 


sequence 
tridiale 


219857275 


25888 
s. 


219857274 


25903 
s 


219857273 


25919 
s 


219857254 


sequenc 
obacilla 


219857251 


ce 26212 
crobium. 


219857236 


quence 
ccaceae; 


219857230 
6S ribosomal RNA, partial sequence 2641027 26425 


esulfoba 


219857221 


equence 
tinomyce 


219857214 


1 sequen 
lales; §S 


ref |NR_025034.1 


ref|NR_025011.1 
92 2445097 Plano: 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_025007.1 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonell 
ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref |NR_024993.1 


m. 
ref |NR_024974.1 

2494920 249625 
; Streptococcus. 
ref |NR_024947.1 
73 2528174 Desulf 
Desulfotomaculu 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024931.1 
sequence 255039 
llaceae; Bacillu 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref |NR_024906.1 
00 2590328 Entero 


ref|NR_024905.1 
79 2591887 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref|NR_024881.1 
00 2622680 Planom 


ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024849.1 

2654667 265613 
tales; Corynebac 


ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 


2666068 2665997 23 93 gi 


219857213 


sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 


sanguinis Bacteri 


a; Firmicutes; Lactobacillales; 


Streptococcaceae; 


Streptococcus 
5 Streptococcus 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Planomicrobium 


microbium koreense 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Laceyella putida 


92 Laceyella putida Bacteria; 


Seinonella 
3 Seinonella 


a. 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Streptococcus 
6 Streptococcus 


Desulfotomaculum 
otomaculum alkaliphilum 


mM. 


Desulfosporosinus 
osporosinus meridiei 
s. 

Bacillus subtilis 
4 2551802 Bacillus 
s. 
Clostridium 
7 Clostridium 
e; Clostridium. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 
Planomicrobium 
icrobium mcmeekinii 


Planomicrobium 
1 Planomicrobium 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Corynebacterium 
8 Corynebacterium 
terineae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 


ref|NR_024841.1 
2665089 266654 
Streptococcus. 


Streptococcus 
8 Streptococcus 


716736 Bacteria_16S 2673609 2673538 23 93 gi| 219857207 |ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716736 Bacteria_16S 2681221 2681150 23 93 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

716736 Bacteria_16S 2697464 2697393 23 93 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

716736 Bacteria_16S 2705103 2705032 23 93 gi|219857185|ref|NR_024813.1| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716736 Bacteria_16S 2706656 2706585 23 93 gi|219857184|ref|NR_024812.1| Exiguobacterium 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
716736 Bacteria_16S 2712558 2712487 23 93 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 2732356 2732285 23 93 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

716736 Bacteria_16S 2739752 2739681 23 93 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 
716736 Bacteria_16S 2767971 2767888 12 93 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

716736 Bacteria_16S 2792220 2792149 23 93 gi|219857122|ref|NR_024750.1| Coprococcus catus 


strain VPI-C6-61 
Firmicutes; Clost 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


acidipiscis strai 
acidipiscis Bacte 


fermentans strain 
Bacteria; Firmicu 


weihenstephanensi 
weihenstephanensi 


strain DSM11031 1 
Firmicutes; Bacil 
7 
strain IFO15566 1 
Firmicutes; Bacil 


strain IFO15718 1 
irmicutes; Bacil 


alophilum strain 


F 
7 
h 
halophilum Bacter 


IFO15715 16S ribo 
Bacillales; Bacil 


716736 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


716736 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


716736 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


ridia; Clostridiales; Lachnospiraceae; 
2817766 2817695 23 93 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


2837479 2837408 23 93 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2842033 2841962 23 93 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2869878 2869807 23 93 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2871458 2871387 23 93 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2873035 2872964 23 93 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2876200 2876129 23 93 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2877782 2877711 23 93 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2879346 2879275 23 93 gi 
somal RNA, partial sequence 
laceae; Bacillus. 

2880912 2880841 23 93 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2882465 2882394 23 93 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2908181 2908110 23 93 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 


gi 


gi 


gi 


gi 


CG 
i 
si 
qu 
ob 


ce 
na 


ar 
(onl 


qu 
e; 


se 
cu 


16S ribosomal RNA, partial sequence 2791299 27926 


Oprococc 


219856912 


sequence 
pelotric 


219856899 


ence 
acillace 


219856896 


28410 
erobiace 


219856878 


tial seq 
llaceae; 


219856877 
2870477 28720 


219856876 
2872057 28735 


219856874 
2875223 28767 


219856873 


ence 
Salimic 


219856872 
2878366 2879894 Bacil 


219856871 
2879945 28814 


219856870 
2881499 28830 


219856851 


quence 
s. 


2909727 2909656 23 93 gi 


219856850 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


pasteuri Bacteria 


; Firmicutes; Bacillales; 


Staphylococcus. 


13 Coprococcus catus Bacteria; 
us. 
ref |NR_024733.1 

2816799 281828 
hales; Erysipelo 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


Lactobacillus 
8 Lactobacillus 
s. 

Halanaerobium 
erobium fermentans 
m. 

Bacillus 
6 2870426 Bacillus 

Bacillus; Bacillus cereus group. 
ref|NR_024696.1| Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 


ref|NR_024718.1 

2836503 283790 
ae; Lactobacillu 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref |NR_024697.1 
uence 286889 


ref|NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 
ref|NR_024692.1| Salimicrobium 

2876799 2878315 Salimicrobium 
robium. 
ref|NR_024691.1| Bacillus flexus strain 
lus flexus Bacteria; Firmicutes; 


ref|NR_024690.1| Bacillus carboniphilus 
48 Bacillus carboniphilus Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref |NR_024670.1 
2907194 290869 


Staphylococcus 
0 Staphylococcus 


ref |NR_024669.1| Staphylococcus 
2908741 2910234 Staphylococcus 


CCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCCCCGGCTAACTTCGTGCCA 
GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTC 
CAGAACTGCCTTTGATACTGAAGGTCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAG 
GCGGCTCACTGGCCCGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTA 
GTGGGTTTACTCACTAGTGGCGCACGTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTGACATGTCCATGACCGGTCGCAGAGATGTGACCTTCTCTTCGGAGCATGGAGCA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACCATTTAGTTGAGCACTCT 
AAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGG 
GAAGCAAAGGGGCAACCCCTAGCAAATCTCAAAAAACCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATCGCTAGTAATCGTGGATCA 
GCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGGCGGTGCGCTAACCCGCAAGGAGGCAGCCG 
ACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNCTGAGAATTTGATCTTGGTTCAGATTGAACGCTGGCGGCGTGGATGAGGCATGCAAGTCGAACGGAATAATGGCTTCGGCTATTATTTAGT 
GGCGGAAGGGTTAGTAATACATAGATAATTTGTCTTAACTTGGGAATAACGGTTGGAAACGGCCGCTAATACCGAATGTGGTGTGTTTAGGCATCTAAATTACAT 
TAAAGAAGGGGATCTTCGGACCTTTCGGTTAAGAGAAAGTCTGTGGGATATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCTATGACGTCTAGGCGGATTGA 
GAGATTGACCGCCAACACTGGGACTGAGACACTGCCCAGACTCCTACGGGAGGCTGCAGTCGAGAATCTTTCGCAATGGACGAAAGTCTGACGAAGCGACGCCGC 
GTGTGTGATGAAGGCTCTAGGGTTGTAAAGCACTTTCGCCTGGGAATAAGAGAGATTGGCTAATATCCAATTGATTTGAGCGTACCAGGTAAAGAAGCACCGGCT 
AACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCTAGCGTTAATCGGATTTATTGGGCGTAAAGGGCGTGTAGGCGGAAAGGAAAGTTAGATGTCAAATCTT 
GAGGCTCAACCTCAAGTCGGCATCTAATACTATCTTTCTAGAGGTTGGATGGAGAAAAGGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAAGAACA 
CCAGTGGCGAAGGCGCTTTTCTAATTTTTCCTGACGCTAAGGCGCGAAAGCAAGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCTTGCTGTAAACGATGCAT 
ACTTGATGTGGATGGTCTCAACCCCATCCGTGTCGGAGCTAACGCGTTAAGTATGCCGCCTGAGGAGTACACTCGCAAGGGTGAAACTCAAAAGAATTGACGGGG 
GCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTATTTGACCGCGGCAGAAATGTCGTTTTCCGTAAG 
GACAGATACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTGCCAGCACTTTGG 
GTGGGAACTCTAACGAGACTGCCTGGGTTAACCAGGAGGAAGGCGAGGATGACGTCAAGTCAGCATGGCCCTTATGTCCAGGGCGACACACGTGCTACAATGGGT 
AGTACAGAAGGTAGCAAGATCGTGAGATGGAGCAAATCCTTAAAGCTATCCTCAGTTCGGATTGTAGTCTGCAACTCGGCTACATGAAGTCGGAATTGCTAGTAA 
TGGCGTGTCAGCCATAACGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAGTTGGTTTCACCTTAAGTCGTTGACTCAACCTATTT 
TTAGGAGGGAGGCGCCCAAGGTGAGGCTGATGACTGGGATGAAGTCGTAACAAGGTAGCCCTACCGGAAGGTGGGGCTGGATCACCTCCTTTNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTGCGAGAAAGG 
GGACTTCGTTCCCTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATTATCTACCCAGATATTCGGGATAACGGCGGGAAACTGCCGCTAATACCGGATACGC 
TCCAATTTCGGTTGGGGGAAAGGCGGCCTCTGCTTGCAAGCTGTCGTATCTGGATGAGTCCGCGTCCCATTAGCTTGTTGGCGGGGTAATGGCCCACCAAGGCTA 
CGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAAC 
CCTGACGCAGCGACGCCGTGTGAGGGAAGAAGGCTTTCGGGTCGTAAACCTCTGTCGGGAGGGAAGAACCTTCCAGGTCTGAATAAGCCCTGGAACTGACGGTAC 
CTCCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCGCGTAGGCCGCCTTT 
TAAGTCGGACGTGAAAGCCCTCGGCTCAACCGAGGAACTGCGTTCGAAACTGGGAGGCTTGAGTCCTGGAGAGGGTGGCGGAATTCCGGGTGTAGGAGTGAAATC 
CGTAGATATCCGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGAGCGATCTTCGGTGCCGCAGTTAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACT 
CAAAGGAATTGACGGGGGGCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCCCGCGAATCCTCCCGAAA 
AGGAGGAGTGCCCTTCGGGGAGCGCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTC 
TTTAGTTGCCAGCGAGTAATGTCGGGCACTCTAGAGAGACCGCCTCGGTCAACGGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGC 
TACACACGTACTACAATGGTGGGTACAATGGGCTGCGAGACCGCAAGGTGGAGCCAATCCCAAAAAACCCATCCCAGTCCGGATCGGGGTCTGCAACTCGACCCC 
GTGAAGTCGGAATCGCTAGTAATCGGAGATCAGCATGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGTTCTACCCGA 
AAGCTCCGGGCTAACCGCAAGGAGGCAGGAGTCTACGGTAGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGGACGCGGTTGGATCACCTCCT 
TANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTC 
GAGCGAGACCTTCGGGTCTAGCGGCGGACGGGTGAGTAACGCGTGGGAATATGCCCTTCACTGCGGAATAGCCACTGGAAACGGTGAGTAATACCGCATACGCCC 
TTCGGGGGAAAGATTTATCGGTGAAGGATTAGCCCGCGTCTGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCAGTAGCTGGTTTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGAGTG 
ATGAAGGCCCTAGGGTCGTAAAGCTCTTTCGCTGGGGAAGATAATGACTGTACCCAGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTAGTCAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTG 
CTAGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATAC 
TGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCAGGGGGCTTGCCCTTTGGTGT 
CACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCCGTGACCGCTGGAGAGATCCAGTTTCCCTTCGGGGCACGGTGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGG 
GAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGC TACACACGTGCTACAATGGTAGTGACAATGGGTTAATCCCCAAAAGCTATCTCAGT 
TCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTTGGGTTTACCCGAAGACGGTGCGCCAACCTGTTCGCAGGGGGCAGCTGGCCACGGTAAGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTA 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGGTTTGATTCTGGCTCAGAATGAATGCTGGCGGCATGGATTAGGCATGCAAGT 
TGAACGAGAAATTCACTTCGGTGAATGGAAAGTGGCGAAAGGGTGAGTAACGCGTGAATAATCTGCCCCTAAGTTTGGAACAACAGTTGGAAACGACTGCTAATA 
CCGGATGTGACTATTAAGACGCATGTTTTGATATTTAAAGGTTACGCTTAGGGATGAGTTCGCGTGCCATTATGCTAGTTGGTAAGGTAACGGCTTACCAAGGCT 
ATGACGGCTAGGTGGTCTGAGAGGACGATCACCCACACTGGGACTGAGACACTGCCCAGACTCCTGCGGGAGGCTGCAGTCGAGAATCTTCCGCAATGCGCGAAA 
GCGTGACGGAGCAATGCCGCGTGATCGAAGACGGCCTTCGGGTTGTAAAGATCTGTCAGGGGGGAAAAACGATGATGGTACCCCCAGAGGAAGCCACGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCATTATTCGGAATTACTGGGCGTAAAGGGTCCGCAGGTGGTTTACTAAGTCAGATGTGAAATTTCAGTG 
CTTAACACTGAACCTGCATTTGAAACTGGTAGACTAGAGTATGTGAGAGGTAAGCGGAATTTGTGGTGTAGCGGTGGAATGCGTAGATATCACAAGGAAGACCAA 
AGGCGAAGGCAGCTTACTGGCACAATACTGACACTCATGGACGAAGGCTAAGGTAGCGAAAAGGATTAGATACCCTTGTAGTCTTAGCAGTAAACGTTGTACACT 
CGATGTTGGTCTGGTTAGTCGGATCAGTGTCTAAGCTAACGCGATAAGTGTACCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGCTTAATTCGAGGCAACGCGAAGAACCTTACCCGGGTTTGACATTGAGCGACGTTCGGTGAAAGTCGAATTCCCTTCGGGGCG 
CAAAAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCTGTGAAGTGTTCGGTTAAGTCCGGCAACGAGCGCAACCCATATCCTTACTTGCTAACAGGTAATGCTG 
AGAACCTTAAGGAGACTGCCCGTGTTAAGCGGGAGGAAGGTGTGGACGACGTCAAGTCAGTATGGCCCTTACACCCGGGGCTGCACACCGTGCTACAATGGCCGG 
TACAAAGGGCAGCGACATAGTGATATGGAGCGAATCCCCAAAACCGGTCTCAGTACGGATTGGAGTCTGCAACTCGACTCCATGAAGATGGAATCGCTAGTAAAT 
GGGCATCAGCTACGGCTCATTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAGCTGAGTTCACCCGAAGTCGTTGCGCCAACCTGCTTAC 
AGGAGGCAGACGCCGAAGGTGGGCTTAGTGACTGGGATGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACAT 
GTCCAGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTATTGGGGTGGCCGATG 
GCGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCT 


lugdunensis strai 
lugdunensis Bacte 


strain ATCC 43959 
Bacteria; Firmicu 
7 


delphini Bacteria 
7 
strain ATCC 35538 
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7 
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7 
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thiosulfatigenes 
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Firmicutes; Erysi 


strain 7 16S ribo 
Clostridia; Clost 
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Firmicutes; Lacto 
7 
strain 1144-97 16 
Firmicutes; Lacto 
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716736 Bacteria_16S 
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16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


2911271 2911200 23 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2912813 2912742 23 93 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2914357 2914286 23 93 gi 
1 16S ribosomal RNA, partial s 
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2915900 2915829 23 93 gi 
16S ribosomal RNA, partial sequence 
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; Firmicutes; Bacillales; Staphylococc 
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ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; 
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2999265 2999194 23 93 gi 
in DSM 2641 16S ribosomal RNA, partial 
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716736 Bacteria_16S 3208001 3207918 12 93 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

716736 Bacteria_16S 3213974 3213891 12 93 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

716736 Bacteria_16S 3215497 3215414 12 93 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

716736 Bacteria_16S 3217038 3216967 23 93 gi| 219846776 |ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

716736 Bacteria_16S 3244416 3244345 12 82 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 
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eltaproteobacteria; Desulfuromonadales; 
3632476 3632393 12 93 gi 

ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 
3666120 3666049 23 93 gi 

PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3676717 3676646 23 93 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3678290 3678207 12 93 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3685784 3685713 23 93 gi 
train Co23 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3723454 3723383 23 93 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3762054 3761971 12 93 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3763552 3763481 23 93 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3764986 3764915 23 93 gi 
train ST90 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3767921 3767850 12 82 gi 
SEBR 2840 16S ribosomal RNA, partial 

ia; Proteobacteria; Deltaproteobacteri 


qu 
le 


se 
ia 


ue 
es 


se 
ri 


1 
il 


’ 


al 
ia 


se 
ri 


se 
a; 
3789001 3788930 23 


93 gi 


ia; Rickettsiales; Anaplasmataceae; Ehrl 
3811751 3811680 23 93 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3824052 3823989 22 85 gi 
strain 536 16S ribosomal RNA, complete 
Bacteria; Proteobacteria; Gammaproteob 


e; 
2 

s 

ac 


3842124 3842053 23 
H200 16S ribosomal RNA, 
tes; Clostridia; Halanaerobiales; 
3845194 3845123 23 93 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

3872420 3872349 23 93 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3874007 3873936 23 93 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 


93 gi 
complete seque 
Hala 


gi 


ne 
na 


gi 


Se 


I 


219846546 
3544949 35464 


219846498 


36104 


lales; Planococcaceae; Planococcus. 
3630951 3630868 12 93 gi|219846485 
ibosomal RNA, partial sequence 3629961 36314 


ence 
S; 


quence 
les; Hal 


219846452 


nce 


’ 


quence 
diales; 


219846419 
sequence 


laceae; 


219846391 
3761076 37625 
Geobacte 
219846390 


sequenc 
les; Lac 


219846388 


quence 
diales; 


219846386 


quence 
Desulfo 


219846371 
3788062 3789489 Ehrli 


ichia. 


219846355 


38107 
Carnoba 


19846347 


equence 


teria; P 


219846334 


e 38411 
erobiace 


219846332 
3844228 38456 


219846314 
3871442 38729 


dis; 


38730 
ncertae 


3886428 3886345 12 93 gi 


219846305 


metallireducens strain GS-15 16S ribosomal RNA, partial sequence 


Geobacte 
219846484 
3631486 36329 
Geobacte 
219846461 


Pepto 
219846453 


Deferr 
219846447 


ref|NR_026138.1 


ref|NR_026090.1 
51 3611882 Planoc 
ref|NR_026077.1 


race 
ref 


ae; Geobacte 
NR_026076.1 


raceae; Geobacte 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref |NR_025982.1 


raceae; Geobacte 
ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


ref 
chia 


NR_025962.1 
muris Bacte 


ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025938.1 

3823071 382454 
asteurellales; P 


ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiu 
ref |NR_025922.1 


ref |NR_025904.1 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 


54 Bacillus cohnii Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


laceae; Bacillus. 

3596189 3596118 23 93 gi|219846511|ref|NR_026103.1| Clostridium populeti 
ibosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3599270 3599199 23 93 gi|219846508|ref|NR_026100.1| Clostridium 
rain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3609955 3609884 23 93 gi|219846499|ref|NR_026091.1| Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


r. 
Dehalobacter 

8 Dehalobacter 

obacter. 
Halanaerobium 

4 Halanaerobium 

alanaerobium. 
Deferribacter 

5 Deferribacter 

ferribacter. 
Desulfitobacterium 

3 Desulfitobacterium 

Desulfitobacterium. 
Bacillus 

9 Bacillus 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 
Butyrivibrio 

4 Butyrivibrio 

tyrivibrio. 
Desulfotomaculum 

6 Desulfotomaculum 

Desulfotomaculum. 
Desulfovibrio 

7 Desulfovibrio 

ulfovibrionaceae; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Carnobacterium 
acterium funditum 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Halanaerobium 

erobium lacurosei 

m. 

Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella. 
219846313 


Gemella haemolysans 
a haemolysans ATCC 10379 


ref|NR_025895.1 
3885428 388697 


Geobacter 
3 Geobacter 


metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


Geobacter. 
7 


16736 Bacteria_16S 


3897304 3897233 23 93 gi 


219846297 


ref |NR_025887.1 


Tetragenococcus 


muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

716736 Bacteria_16S 3930815 3930744 23 93 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

716736 Bacteria_16S 3932359 3932288 23 93 gi|219846272|ref|NR_025862.1] Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

716736 Bacteria_16S 3960259 3960188 23 93 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 3994077 3994006 23 93 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

716736 Bacteria_16S 4000038 3999963 19 93 gi|219846225|ref|NR_025815.1| Silanimonas lenta 


strain 25-4 16S r 
Proteobacteria; G 


strain HY-35-12 1 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 4040947 4040876 23 93 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 4042405 4042334 23 93 gi|219846195|ref|NR_025785.1 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 4078621 4078550 23 93 gi| 219846167 |ref|NR_025757.1 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 407918 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Crypt 
716736 Bacteria_16S 4080198 4080127 23 93 gi|219846166|ref|NR_025756.1 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 40807 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
716736 Bacteria_16S 4117841 4117770 23 93 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

716736 Bacteria_16S 4131553 4131482 23 93 gi|219846126|ref|NR_025716.1 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

716736 Bacteria_16S 4133127 4133056 23 93 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

716736 Bacteria_16S 4148663 4148592 23 93 gi|219846115|ref|NR_025705.1 
strain M55 16S ribosomal RNA, partial sequence 4147699 41492 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
716736 Bacteria_16S 4171690 4171619 23 93 gi|219846099|ref|NR_025689.1 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 41722 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

716736 Bacteria_16S 4197598 4197527 23 93 gi| 219846077 |ref|NR_025667.1 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

716736 Bacteria_16S 4212631 4212560 23 93 gi| 219846067 |ref|NR_025657.1 


strain N-3 16S ri 
Firmicutes; Bacil 
7 
lactatifermentans 
lactatifermentans 


716736 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


716736 Bacteria_16S 


thermobenzoicum s 


716736 Bacteria_16S 


16736 Bacteria_16S 


ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
4025639 4025568 23 93 gi 


bosomal RNA, complete sequence 

lales; Bacillaceae; Geobacillus. 
4220311 4220240 23 93 gi 
strain G17 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
4224845 4224774 23 93 gi 


DSM 5352 16S ribosomal RNA, partial s 
ia; Firmicutes; Bacillales; Salinicocc 
4230873 4230802 23 93 gi 


ubsp. thermosyntrophicum strain TPO 16 


3999120 40005 
thomonad 


an 
219846206 


6S ribosomal RNA, partial sequence 4024698 40261 


4211641 42131 


219846061 
sequence 
stridiales 
219846055 

equence 

us 
219846048 
S ribosoma 


acea 
ref 


e; Silanimon 
NR_025796.1 


ref|NR_025651.1 
4219342 422083 
; Clostridiaceae 
ref|NR_025645.1 
4223876 422538 


ref 
1 RN 


NR_025638.1 
A, partial s 


01 Silanimonas lenta Bacteria; 


as. 
Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Streptococcus minor 
minor Bacteria; 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Clostridium 
8 Clostridium 
Clostridium. 
Salinicoccus 
3 Salinicoccus 


’ 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


716736 Bacteria_16S 


marimammalium str 
marimammalium Bac 


ptococcaceae; Desulfotomaculum. 

4242889 4242818 23 93 gi 
ain M54/01/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; St 


716736 Bacteria_16S 


strain Ifremer A3 


41766 41697 22 90 gi 
65 16S ribosomal RNA, partial sequence 


219846040 
1 sequence 
reptococca 
265679036 

40774 


ref|NR_025630.1 
4241925 424342 
ceae; Streptococ 


Streptococcus 
4 Streptococcus 
cus. 


ref|NR_029344.1 
42243 Vibrio 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio pectenicida 
pectenicida Bacteria; 


716736 Bacteria_16S 
strain M069 16S r 


46251 46177 20 93 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


716736 Bacteria_16S 72127 72053 20 93 
sulfidoxydans str 
sulfidoxydans Bac 
seudonocardiaceae; 
16736 Bacteria_16S 
saccharolytica s 
saccharolytica B 
seudonocardiaceae; 
16736 Bacteria_16S 
train IMMIB D-13 
acteria; Actinob 
sukamurella. 
16736 Bacteria_16S 
conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; Mycobacterium. 

716736 Bacteria_16S 168030 167961 22 
1721-77 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
716736 Bacteria_16S 
strain Fowl 16S r 


Pseudonocardia. 


73691 73617 20 93 


Pseudonocardia. 


103904 103830 20 


P 
7 
a 
a 
PB 
7 93 
s 
B 
T 
7d 


108424 108350 20 93 


90 


169554 169485 22 90 
ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
716736 Bacteria_16S 171030 170961 22 90 
strain 50 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
716736 Bacteria_16S 172540 172471 22 90 
strain PB 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
716736 Bacteria_16S 174048 173979 22 90 
398 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
716736 Bacteria_16S 
strain OY 0-002 1 
Proteobacteria; G 
716736 Bacteria_16S 
coprophilus strai 
coprophilus Bacte 
Rhodococcus. 
716736 Bacteria_16S 
strain F 628 16S 


175556 175487 22 90 


246125 246051 20 93 


297561 297487 20 93 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


334171 334097 20 93 
16S ribosomal RNA, partial seque 


716736 Bacteria_16S 
strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 
716736 Bacteria_16S 
strain DSB MGU 15 


349351 349281 23 93 


16736 Bacteria_16S 479030 478956 20 93 
risbanense strai 
risbanense Bacte 
ycobacteriaceae; Mycobacterium. 

16736 Bacteria_16S 480579 480505 20 
boenickei strain 
Bacteria; Actinob 
Mycobacterium. 
716736 Bacteria_16S 
antarctica strain 
antarctica Bacteria; Actinobacteria; Actinobacteri 
Pseudonocardiaceae; Pseudonocardia. 
716736 Bacteria_16S 509887 509813 20 
caspium strain M/ 
caspium Bacteria; 
Corynebacteriaceae; Corynebacterium. 
716736 Bacteria_16S 523561 523487 20 
benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 
716736 Bacteria_16S 531172 531098 20 93 
strain FI-0169 16S ribosomal RNA, partial sequence 


NSB TON 


93 


506856 506782 20 


93 


93 


93 


gi 
45 


gi 


ain 592 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


gi 


train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 


gi 


21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


3895/92 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 


gi 


167046 168502 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


gi 


168553 16998 
Vibri 


gi 


170036 17150 
Vibri 


gi 
17 


Vibri 


gi 


173054 174520 Vibri 
ia; Vibrionales; Vibrionaceae; Aliivib 


gi 


6S ribosomal RNA, partial sequence 174571 17599 
ammaproteobacteria; Vibrionales; Vibri 


n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


onaceae; Vibrio. 
gi| 265678898 |ref|NR_029206.1 
equence 245166 246646 
Actinomycetales; Coryneba 
gi| 265678862 |ref|NR_029168.1 
296587 297949 Mycobacterium 
nebacterineae; Mycobacteri 
gi| 265678838 |ref|NR_029143.1 
nce 333245 334704 Mycoba 


acteria; Actinobacteridae; Actinomycet 


gi 


-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


n W6743 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


gi 


W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


DVS 5al 16S ribosomal RNA, partial se 


dae; 


gi 


106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


gi 


ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


265679033 
374 46777 
nebacterin 
265679016 
uence 


265679015 
equence 
dae; Actin 


265678994 
10297 
ales; Cory 
265678990 
quence 
Actinomyce 


265678951 


265678950 


onaceae; V 
265678949 


onaceae; V 
265678948 
1556 17300 
onaceae; V 
265678947 


rio. 
265678946 


ales; Cory 
265678825 
34841 
ococcineae 
265678732 
uence 
Actinomyc 


265678731 
nce 47962 
ales; Cory 


265678714 
quence 
Actinomyce 


265678712 
quence 
inomycetal 


265678703 
ence 52260 
ales; Pseu 


e; Actinomycet 


neba 


tale 


es; 


dono 


nebacterineae; M 
ref |NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref |NR_029037.1 

478074 479572 
etales; Coryneba 


ref|NR_029036.1 
3 481120 Mycoba 
cterineae; M 


ref|NR_029019.1 
505922 507359 
s; Pseudonoc 


ref|NR_029017.1 
508981 510331 
Corynebacter 


ref |NR_029008.1 
2 524095 Pseudo 
cardineae; P 


265678698 


ref |NR_029341.1| Mycobacterium goodii 

Mycobacterium goodii Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref |NR_029324.1| Pseudonocardia 

71176 72680 Pseudonocardia 

ales; Pseudonocardineae; 

ref |NR_029323.1| Pseudonocardia 

72731 74244 Pseudonocardia 
omycetales; Pseudonocardineae; 
ref|NR_029302.1| Tsukamurella pulmonis 
6 104435 Tsukamurella pulmonis 
nebacterineae; Tsukamurellaceae; 
ref|NR_029298.1| Mycobacterium 

107522 108917 Mycobacterium 
tales; Corynebacterineae; 
ref|NR_029259.1| Vibrio mimicus strain 
o mimicus Bacteria; Proteobacteria; 
ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 
ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 
ibrio. 
ref|NR_029256.1| Vibrio gazogenes 
3 Vibrio gazogenes Bacteria; 
ibrio. 
ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 
ref|NR_029254.1| Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Rhodococcus 
Rhodococcus 


terrae Bacteria; 


cterium celatum 
ycobacteriaceae; 


eae; Agromyces. 
Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


Pseudonocardia 
Pseudonocardia 
ardineae; 
Corynebacterium 
Corynebacterium 
ineae; 


Pseudonocardia 


seudonocardiaceae; 


ref|NR_029003.1 


530243 531694 Mycobacterium chimaera Bacteria; 


cterineae; Nocardiaceae; 
Mycobacterium terrae 


aceae; Mycobacterium. 
Mycobacterium celatum 


Agromyces hippuratus 
ces hippuratus Bacteria; 


nocardia benzenivorans 


Mycobacterium chimaera 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 


Mycobacterium avi 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


IMMIB R-145 16S r 


holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 


strain E846 16S r 


strain gM-1 16S r 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


strain J72 16S ri 
Actinobacteria; A 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


um complex (MAC). 
538811 538737 20 93 gi 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

544863 544789 20 93 
ibosomal RNA, partial sequence 


gi 


617761 617687 20 93 gi 
1406 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


625169 625095 20 93 
ibosomal RNA, partial sequence 


gi 


712756 712682 20 93 
ibosomal RNA, partial sequence 


gi 


714315 714241 20 93 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


777686 777612 20 93 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

789932 789858 20 93 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
811428 811354 20 93 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


gi 


265678693 
sequence 
dae; Actin 


265678689 


543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
716736 Bacteria_16S 


nebacterin 
265678640 
nce 61679 
ales; Cory 


265678635 


624219 62572 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
716736 Bacteria_16S 


nebacterin 
265678574 


711792 71330 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
716736 Bacteria_16S 


nebacterin 
265678573 
ce 71335 
ales; Cory 


265678528 
sequence 


dae; Actin 


265678519 


789013 79048 


nebacterin 
265678505 
rtial sequ 


716736 Bacteria_16S 816036 815962 20 93 gi| 265678502 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 81510 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardia. 

716736 Bacteria_16S 888724 888650 20 93 gi| 265678452 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 88778 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharopolyspora. 

716736 Bacteria_16S 917995 917921 20 93 gi| 265678433 


strain IEGM 16S r 
Actinobacteria; A 


strain 213E 16S r 
Actinobacteria; A 


strain Y9 16S rib 
Actinobacteria; A 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


strain IFM 10035 
Actinobacteria; A 


strain IFM 0784 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
919560 919486 20 93 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
964346 964272 20 93 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
970493 970419 20 93 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


Cory 
gi 


Cory 
gi 


1039274 1039200 20 93 gi 
ctinobacteridae; Actinomycetales; Cory 
1040783 1040709 20 93 gi 


716736 Bacteria_16S 


1042321 1042247 20 93 gi 


917039 91855 


nebacterin 
265678432 


918602 92011 


nebacterin 
265678402 


963457 96488 


nebacterin 
265678397 
uence 
teria; Des 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 


nebacterin 
265678351 


6S ribosomal RNA, partial sequence 1039882 10413 


nebacterin 
265678350 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 


Actinobacteria; A 


716736 Bacteria_16S 


ctinobacteridae; Actinomycetales; Cory 
1043881 1043807 20 93 gi 


nebacterin 
265678349 


strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 10444 


Actinobacteria; A 


716736 Bacteria_16S 


strain YZ-96 16S 
Actinobacteria; A 


716736 Bacteria_16S 


ctinobacteridae; Actinomycetales; Cory 
1045437 1045363 20 93 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1053013 1052939 20 93 gi 


nebacterin 
265678348 


1044481 10459 


nebacterin 


e; Actinomycet 


ref|NR_028998.1 
537853 539333 
omycetales; Cory 


Mycobacterium 
Mycobacterium 
nebacterineae; 


ref|NR_028994.1| Nocardia puris strain 
4 Nocardia puris Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028945.1| Mycobacterium 

5 618320 Mycobacterium holsaticum 
nebacterineae; Mycobacteriaceae; 


ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 
ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028878.1 
9 714869 Mycoba 
nebacterineae; M 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium botniense 
ycobacteriaceae; 


ref|NR_028832.1 
776745 778221 
omycetales; Cory 


Gordonia 
Gordonia 
nebacterineae; 


ref|NR_028823.1| Gordonia sinesedis 

6 Gordonia sinesedis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028808.1| Mycobacterium 

ence 810468 811984 Mycobacterium 
Corynebacterineae; 


ales; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 


ref|NR_028754.1 
3 889225 Saccha 
donocardineae; P 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


ref|NR_028735.1| Gordonia amicalis 
1 Gordonia amicalis Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028704.1| Nocardia cerradoensis 
2 Nocardia cerradoensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref |NR_028699.1| Desulfovibrio 

969528 971049 Desulfovibrio 


ulfovibrionales; Desulfovibrionaceae; 


ref|NR_028654.1| Nocardia arthritidis 
31 Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 
34 Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 
83 Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028651.1| Nocardia higoensis 
30 Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028650.1| Nocardia shimofusensis 
88 Nocardia shimofusensis Bacteria; 
eae; Nocardiaceae; Nocardia. 


265678342 


ref|NR_028644.1| Nocardia asiatica 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


ATCC BAA-548 16S 
Bacteria; Lentisp 
7 
DSM 14365 16S rib 
Bacteria; Proteob 


strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 
7 
YIM 30243 16S rib 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


1075557 1075483 20 93 gi 


dococcus. 
1181406 1181332 20 93 
ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1210184 1210110 20 93 gi 
osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1250839 1250765 20 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


1270514 1270440 20 93 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


1326422 1326348 20 
osomal RNA, partial sequence 


93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


7 
DSM 43247 16S rib 
Bacteria; Actinob 


Och 149 16S ribos 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
16736 Bacteria_16S 


7 
subsp. costicola 
costicola subsp. 
Salinivibrio. 


7 
magneticus strain 
Bacteria; Proteob 
7 
strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


716736 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


716736 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


716736 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


716736 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


716736 Bacteria_16S 


strain DSM 44222 
Actinobacteria; A 


716736 Bacteria_16S 


strain DSM 44515 
Actinobacteria; A 


716736 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


716736 Bacteria_16S 


strain SPR2 16S r 
Actinobacteria; A 


716736 Bacteria_16S 


strain Kb2 16S ri 
Actinobacteria; A 


16736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


1350933 1350859 20 

osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1352412 1352342 23 93 gi 
omal RNA, partial sequence 


93 gi 


1355474 1355405 22 90 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; 


1368962 1368888 20 
RS-1 16S ribosomal RNA, 


93 gi 
complete sequ 


1490233 1490159 20 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1521600 1521526 20 93 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 

1560969 1560895 20 93 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

1579081 1578999 10 90 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1710255 1710181 20 93 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


1728469 1728395 20 93 gi 
ctinobacteridae; Actinomycetales; Cory 
1730005 1729931 20 93 gi 


ctinobacteridae; Actinomycetales; Cory 
1731518 1731444 20 93 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1759074 1759000 20 93 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1810451 1810377 20 93 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


Cory 
gi 


Cory 


J 


16736 Bacteria_16S 


1924569 1924495 20 93 gi 


ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


Ga 


acteria; Deltaproteobacteria; Desulfov 
16736 Bacteria_16S 


265678327 
uence 


228717635 


1180467 11819 


Victivall 
228715350 


1209193 12106 
Nann 


ales; 
219857412 
12499 
ales; 
219846400 
sequence 

ia; Desulf 


, 


219846136 


1325499 13269 
nebacterin 


228720546 


1349993 13514 
Cory 


ales; 
228720499 


1351515 1352883 Roseo 
hodobacter 


228720264 


228718692 
ence 13679 
ibrionales 
219846947 
14892 
ales; Cory 
219857610 
ial sequen 
ae; Actino 


v 


219846147 
equence 


’ 


219846381 


1578118 15795 
udomonad 


se 
219878401 
ce 17093 
ales; 


219878389 


16S ribosomal RNA, partial sequence 1727522 17290 


nebacterin 
219878388 


16S ribosomal RNA, partial sequence 1729064 17305 


nebacterin 

219878387 
sequence 

Actinomyc 


219878366 


1758120 17596 


nebacterin 
219878329 


1809512 18109 


nebacterin 
219878245 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Pseudonocardia. 


e; Actinomycet 


Cory 


artial seq 
mmaproteob 


Actinomy 


Cory 


ref|NR_028629.1 
1074605 107593 
ales; Coryne 


Rhodococcus 
5 Rhodococcus 
bacterineae; 


ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 
is. 
ref|NR_027522.1| Haliangium ochraceum 
99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_025000.1| Mycobacterium kubicae 
18 1251238 Mycobacterium kubicae 
nebacterineae; Mycobacteriaceae; 


ref|NR_025991.1 
1269526 127096 
obacterales; Des 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiaceae; Nocardia. 
ref|NR_027594.1| Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_027593.1| Roseobacter litoralis 
bacter litoralis Och 149 Bacteria; 
aceae; Roseobacter. 

ref|NR_027590.1| Salinivibrio costicola 
uence 1354469 1355953 Salinivibrio 
acteria; Vibrionales; Vibrionaceae; 


Nocardia alba strain 
Bacteria; 


Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Corynebacterium durum 

bacterium durum 

orynebacteriaceae; 


ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


Nocardia 
6 Nocardia 
ebacterineae; 


ref|NR_025737.1 
1560055 156148 
cetales; Coryneb 


Mycobacterium 
7 Mycobacterium 
acterineae; 


ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025540.1| Corynebacterium 

12 1710793 Corynebacterium atypicum 
nebacterineae; Corynebacteriaceae; 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


ref|NR_025505.1| Gordonia sihwensis 

18 Gordonia sihwensis Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref|NR_025468.1| Gordonia westfalica 

89 Gordonia westfalica Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref|NR_025384.1| Pseudonocardia 
1923611 1925122 Pseudonocardia 


Mycobacteriaceae; 
7 


Mycobacteriaceae; 


fricanum strain 
fricanum Bacteri 


7 
a 
a 
Mycobacteriaceae; 
7 


Mycobacteriaceae; 


tokaiense strain 


tokaiense Bacteri 


Mycobacteriaceae; 


poriferae strain 


poriferae Bacteri 


Mycobacteriaceae; 
7 
strain ATCC 19422 


Bacteria; Actinob 
Mycobacterium; My 
716736 Bacteria_16S 


strain ATCC 51384 


Actinobacteria; Actinoba 
716736 Bacteria_16S 


strain MUP 1182 1 


Actinobacteria; Actinoba 
16736 Bacteria_16S 


7 
strain F829 16S r 


Actinobacteria; Actinoba 
716736 Bacteria_16S 


strain ATCC 927 1 


Actinobacteria; Actinoba 
716736 Bacteria_16S 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


716736 Bacteria_16S 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


716736 Bacteria_16S 


strain NRCM 00-25 


716736 Bacteria_1 
spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 
716736 Bacteria_1 
elephantis strain 
elephantis Bacter 


16736 Bacteria_1 
heidelbergense st 
heidelbergense Ba 


716736 Bacteria_1 
pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 
16736 Bacteria_1 


16736 Bacteria_16S 
scrofulaceum stra 
scrofulaceum Bact 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


6S 1950558 1950484 20 93 gi 
in LM 141 16S ribosomal RNA, partial s 


e; Pseudonocardia. 
6S 2052836 2052762 20 93 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

6S 2090927 2090853 20 


93 gi 


Mycobacterium. 

6S 2112319 2112245 20 
6482 1 
acteria 
cobacte 
6S 
ATCC 25 
a; Acti 
Mycobacterium; Mycobacterium tubercul 
2130469 2130395 20 93 gi 
in ATCC 19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
2131974 2131900 20 
282 16S 


93 gi 


a 
rium tuberculosis complex. 

2128991 2128917 20 93 gi 
420 16S ribosomal RNA, partial 


93 gi 
ATCC 27 ribosomal RNA, partial 
a; Acti 
Mycobacterium. 
2133477 2133403 20 


087 16S 


93 gi 
ATCC 35 ribosomal RNA, partial 
a; Acti 
Mycobacterium. 
2134991 2134917 20 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2136508 2136434 20 93 gi 
16S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
2148543 2148469 20 93 gi 
6S ribosomal RNA, 
cteridae; Actinomycetales; Cory 
2162083 2162009 20 93 gi 
ibosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
2165183 2165109 20 93 gi 
6S ribo 
cteridae; Actinomycetales; Cory 
2174305 2174231 20 93 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2195541 2195467 20 93 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2218221 2218147 20 93 gi 
5 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


716736 Bacteria_16S 


2233381 2233307 20 93 gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


716736 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


716736 Bacteria_16S 


strain FI-13295 1 


2306474 2306400 20 93 gi 
in ATCC BAA-173 16S ribosomal RNA, com 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

2327748 2327674 20 


93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


716736 Bacteria_16S 


strain IMMIB D-15 


2383677 2383603 20 93 gi 
92 16S ribosomal RNA, partial sequence 


eria; Actinobacteria; Actinobacteridae; 


rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 


6S ribosomal RNA, partial seque 


Actinobacteridae; Actinomycet 


nobacteria; Actinobacteridae; Act 


nobacteria; Actinobacteridae; Actinomycet 


nobacteria; Actinobacteridae; Actinomycet 


complete sequence 2147582 21491 


2161153 21625 


somal RNA, partial sequence 2164214 21657 


6S ribosomal RNA, partial sequence 2326828 23282 


219878228 
equence 


v 


219878157 
sequence 
Actinomyce 


219878129 
1 sequence 
ae; Actino 


v 


219857660 
nce 21113 
ales; Cory 


219857649 
sequence 

inomycet 
osis compl 
219857648 
al sequenc 


; Actinomy 


219857647 
sequence 


219857646 
sequence 


219857645 
21340 
ales; Cory 
219857644 
21355 
bacterin 


636 


ne 
219857 


nebacterin 
219857627 


nebacterin 
219857625 


nebacterin 
219857619 
sequence 
e; Actinom 


219857602 
quence 
e; Actinom 


219857587 
22172 
nebacterin 
219857577 
22324 
nebacterin 
219857525 
plete sequ 
; Actinomy: 


219857511 


nebacterin 


Actinomy 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


ref|NR_025268.1 
2089993 209143 
mycetales; Coryn 


ref |NR_025249.1 
81 2112761 Mycoba 
nebacterineae; 


ref|NR_025238.1 
2128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237. 
e 2129523 21309 
cetales; Coryne 


8 
b 


ref|NR_025236.1 
2131039 213248 
ales; Corynebac 


v 


ref|NR_025235.1 
2132540 213398 
ales; Corynebac 


’ 


ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025216.1 


eae; Nocardiacea 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref |NR_025208.1 

2173451 217485 
ycetales; Coryne 


ref|NR_025190.1 
2194621 219603 
ycetales; Coryne 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025113.1 
ence 230551 
ceta Coryneb 


les; 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 


219857471 


M 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 


Mycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Mycobacterium marinum 

marinum Bacteria; 

aceae; Mycobacterium. 
Rhodococcus 

9 Rhodococcus 

bacterineae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Tsukamurella 

7 2307028 Tsukamurella 
acterineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 


ref|NR_025059.1 


Nocardia abscessus 


2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


716736 Bacteria_16S 2421964 2421890 20 93 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
716736 Bacteria_16S 2497241 2497167 20 93 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

716736 Bacteria_16S 2562145 2562063 10 90 gi|219857336|ref|NR_024924.1| Pseudomonas mosselii 
strain CIP 105259 16S ribosomal RNA, partial sequence 2561168 2562680 Pseudomonas mosselii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

716736 Bacteria_16S 2583535 2583453 10 90 gi|219857279|ref|NR_024910.1| Pseudomonas monteilii 
strain CIP 104883 16S ribosomal RNA, partial sequence 2582558 2584074 Pseudomonas monteilii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

716736 Bacteria_16S 2611337 2611263 20 93 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
716736 Bacteria_16S 2667513 2667439 20 93 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

716736 Bacteria_16S 2669028 2668954 20 93 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 


716736 Bacteria_16S 2678133 2678059 20 93 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

716736 Bacteria_16S 2688632 2688558 20 93 gi|219857197|ref|NR_024825.1| Nocardia sienata 


strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
716736 Bacteria_16S 2720105 2720031 20 93 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
716736 Bacteria_16S 2730832 2730758 20 93 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

716736 Bacteria_16S 2747077 2747003 20 93 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
716736 Bacteria_16S 2771002 2770928 20 93 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
716736 Bacteria_16S 2834407 2834333 20 93 gi|219856901|ref|NR_024722.1| Nocardia vinacea 
strain MK703-102F1 16S ribosomal RNA, partial sequence 2833466 2834941 Nocardia vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

716736 Bacteria_16S 2906620 2906546 20 93 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 
716736 Bacteria_16S 2920497 2920415 10 90 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
716736 Bacteria_16S 2938472 2938398 20 93 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 
716736 Bacteria_16S 2955112 2955038 20 93 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

716736 Bacteria_16S 2985569 2985495 20 93 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

716736 Bacteria_16S 2987091 2987017 20 93 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
716736 Bacteria_16S 2988617 2988543 20 93 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

716736 Bacteria_16S 3023477 3023403 20 93 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
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TCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAAGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGT 
CCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAGCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACC 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
716736 Bacteria_16S 3477442 3477368 20 93 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

716736 Bacteria_16S 3492671 3492597 20 93 gi|219846581|ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

716736 Bacteria_16S 3500116 3500046 23 93 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

716736 Bacteria_16S 3524387 3524313 20 93 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

716736 Bacteria_16S 3558292 3558223 22 90 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


93 


DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


93 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


93 


90 


complete sequence 


93 


93 


strain HSC68 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


93 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


93 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


93 


strain M175 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


716736 Bacteria_16S 


brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 


brennaborense Bacteria; Spirochaetales; Spirochaeta 


716736 Bacteria_16S 


thermophilum strain H-6-12 16S ribosomal RNA, 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomace 


716736 Bacteria_16S 


35769 35696 20 


Spirochaetes; 
204652 204567 10 


223142 223073 22 


93 


93 


90 


strain 40 16S ribosomal RNA, partial sequence 


16736 Bacteria_16S 
ichiense strain 


ycobacterium. 
16736 Bacteria_16S 
strain 47001 16S 


227591 227522 20 


229097 229024 20 


roteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


89 


P 

7 

a 49005 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
M 

L 


93 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


716736 Bacteria_16S 


230605 230536 20 


89 


strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


716736 Bacteria_16S 

u 

Bacteria; 

716736 Bacteria_16S 

m. 

marinisedimentorum Bacteria; 
716736 Bacteria_16S 
oleivorans strain 

Bacteria; 

716736 Bacteria_16S 


488347 488278 22 
515825 515756 22 
Proteobacteria; 


578344 578275 22 


605354 605285 22 


90 


shuaiensis strain Ul 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


90 


arinisedimentorum strain DSM 15388 16S ribosomal RNA, 
Gammaproteobacteria; 


90 


MIL-1 16S ribosomal RNA, partial sequence 57740 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


90 


complete 


219846483 
sequenc 


gi 


219846481 
36360 
Cory 


gi 


gi|219846462 


219846420 
37209 
Cory 


gi 


gi|219846295 
3899350 39007 


gi|219846291 
Pseu 
gi|219846197 
Actinomyce 
219846170 


sequence 
Acti 


gi 


gi|219846169 


gi| 219846140 
4115405 41168 
Corynebacterin 
gi|219846046 
4232932 42344 
Corynebacterin 
gi| 265679040 


265678927 
sequence 


gi 


gi|265678914 
222148 22363 


265678911 
22663 
Cory 


gi 


gi| 265678910 
228138 22959 
Corynebacterin 
gi| 265678909 
229646 23110 
Corynebacterin 
gi| 265678726 
48737 


265678708 
partial se 


gi 


gi| 265678667 


ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref |NR_026073.1 


ref|NR_026054.1 
3663577 366509 
ales; 


ref|NR_026011.1 
52 3722442 Mycoba 


ref|NR_025885.1 
aceae; 
ref|NR_025881.1 

3905392 390691 
domonadales; Pse 


ref|NR_025787.1 
4038441 403994 
tales; Corynebac 


ref|NR_025760.1 

4073095 407456 
nomycetales; Cor 
ref|NR_025759.1 


Nocardiacea 
NR_025730.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_025636.1 
22 Mycobacterium 
eae; Mycobacteri 
ref |NR_029348.1 

34837 36333 
ceae; Treponema. 
ref |NR_029235.1 
203662 205201 
ae; Dictyoglomus 
ref |NR_029222.1 


ibrio. 
ref|NR_029219.1 
2 228087 Mycoba 
nebacterineae; M 


ref |NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
eae; Mycobacteri 
ref|NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref|NR_029013.1 
quence 514864 
Reinekea. 
ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus. 


gi|265678648 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Mycobacterium duvalii 


02 3637503 Mycobacterium duvalii 
nebacterineae; Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
cterium hassiacum 


nebacterineae; Mycobacteriaceae; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
Roseibium. 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Mycobacterium 
2 Mycobacterium 


ynebacterineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Treponema 

Treponema 


Dictyoglomus 
Dictyoglomus 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Marinomonas 
monas ushuaiensis 


Reinekea 
516365 Reinekea 


Thalassolituus 
solituus oleivorans 


ref |NR_028953.1 


Saccharospirillum 


impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Saccharospirillum. 
716736 Bacteria_16S 
entanii strain LT 
Bacteria; Proteob 
716736 Bacteria_16S 
strain 19glyl 16S 
irmicutes; Clost 
16736 Bacteria_16S 
rimoryensis stra 
rimoryensis Bacteria; 
16736 Bacteria_16S 
train KMM 1406 1 
roteobacteria; G 
16736 Bacteria_16S 
actoaceticus 6A 
acteria; Firmicu 
Sedis; Caldicellu 
716736 Bacteria_16S 
espanaensis strai 
espanaensis Bacte 
Actinosynnemataceae; 
716736 Bacteria_16S 
mediatlanticus st 
mediatlanticus Ba 
716736 Bacteria_16S 
strain OSBAC1 16S 
Proteobacteria; G 
716736 Bacteria_16S 
strain RB-8 16S r 
roteobacteria; G 
16736 Bacteria_16S 
axobsidens strai 
axobsidens Bacte 
lastococcus. 
16736 Bacteria_16S 
sychrophilus str 
sychrophilus Bac 
Methylobacter. 
716736 Bacteria_16S 
strain CCUG 30811 
Bacteria; Proteob 
716736 Bacteria_16S 
mediterranea stra 
mediterranea MMB- 


F 
7 
Pp 
Pp 
7 
s 
P 
7 
1 
B 


tes; 


P 
7 
s 
s 
B 
7 
Pp 
Pp 


Clostridia; 
losiruptor. 


cteria; 


667722 667637 10 


H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


726795 726718 23 


ribosomal RNA, partial sequence 
ridia; 


1065216 1065147 22 


in KMM 3633 16S ribosomal RNA, partial 
Gammaproteobacte 


Proteobacteria; 
1066670 1066601 22 


1301905 1301820 10 


1538390 1538305 10 


n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Saccharothrix. 


1681147 1681062 10 


rain TR 16S ribosomal RNA, partial seque 
Deinococcus-Thermus; 


1708745 1708676 22 


ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


1737620 1737551 22 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


1788989 1788904 10 


n BC448 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 


2439966 2439897 22 


ain Z-0021 16S ribosomal RNA, 
teria; 


Proteobacteria; 


2446102 2446033 22 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


2586669 2586600 22 


in MMB1 16S ribosomal RNA, 


Clostridiales; Veillonellaceae; 


93 265678604 
nce 66678 
rillales; 
gi| 265678564 
725825 72731 
Succinisp 
265678334 
sequence 
ria; Ocean 
265678333 


gi 
100 
90 


gi 


90 gi 


6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


93 gi| 219846639 


16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterale 


s; Thermoa 


93 219857377 
1 sequence 
Actinomyc 


gi 


93 219878421 
nce 

Deinococci; Thermal 
90 gi|219878402 


1707781 17092 


gi 


90 gi| 219878383 
1736673 17381 
(0) 
219878343 
nce 


Actinomyc 


93 gi 


90 219857428 
sequence 


eria; Meth 


gi 
complete 
Gammaproteobact 

90 219857422 
24451 
nadales; 
219857277 
quence 


gi 


90 gi 
complete se 
ob 


Alter 


716736 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


716736 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria 
arinobacterium. 


M 
7 
jannaschii strain 
jannaschii Bacter 
Marinobacterium. 

7 
7 


pneumoniae strain 
pneumoniae Bacter 


716736 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


716736 Bacteria_16S 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 
7 


1 Bacteria; 


Proteobacteria; 


Gammaprote 


16736 Bacteria_16S 


16736 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
16736 Bacteria_16S 


16736 Bacteria_16S 


2608271 2608202 22 90 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2866757 2866688 22 90 gi 


; Proteobacteria; Gammaproteobacteria; 


2933977 2933908 22 90 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


se 
a; 


2935485 2935416 22 90 


gi 
ar 
ba 
2982517 2982436 11 90 gi 
TW-183 16S ribosomal RNA, partial seque 
ia; Chlamydiae; Chlamydiales; Chlamydiac 
3003934 3003849 10 93 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3011348 3011263 10 93 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 

3118616 3118531 10 


nce 
ri 


e; 


93 gi 


acteria; 


219857263 
ia 
er 
219856880 
equence 
Alteromon 


1 sequen 
ia; Ocea 


219856834 


quence 


Alteromonad 


219856833 


tial seq 
cteria; 


219846935 


nce 


eae; Chl 


219846921 


e 30029 
llales; 


219846916 
eq 


uence 


Actinomycet 


219846843 


Saccharospirill 


ref |NR_028909.1 
6 668269 Gluco 
Acetobacteracea 
ref|NR_028868.1 
9 Succinispira 
ira. 
ref|NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref|NR_026231.1 
naerobacterales 
ref |NR_024965.1 

1537426 153893 
etales; Pseudono 


ref|NR_025560.1 
1680196 168167 
es; Thermaceae; 
ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025522.1 


ref|NR_025482.1 
1788037 178951 
etales; Frankine 


ref|NR_025016.1 
2438995 244052 
ylococcales; Met 


ref|NR_025010.1 
48 2446624 Alishe 
omonadaceae; 
ref|NR_024908.1 
2585691 258722 
Oce 1 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024699.1 
2865789 286730 
adales; Alteromo 


anospirilla 


ref|NR_024653.1 
2933018 293448 
ales; Altero 


ref 
uenc 


NR_024652.1 
e 293453 
Oceanospirillale 
ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteracea 
ref|NR_026508.1 

3010413 301189 
ales; Franki 


ref |NR_026435.1 


n 
e 


e: 


aceae; 


Gluconacetobacter 
acetobacter entanii 
; Gluconacetobacter. 
Succinispira mobilis 


mobilis Bacteria; 


Marinomonas 
0 Marinomonas 
rinomonas. 
Rheinheimera pacifica 


pacifica Bacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 
Saccharothrix 

5 Saccharothrix 

cardineae; 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Rheinheimera baltica 


baltica Bacteria; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 
leispira. 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Marinomonas 
4 Marinomonas 
Marinomonas. 
Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Marinobacterium 
5 Marinobacterium 
nadaceae; 


es; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Chlamydophila 
5 Chlamydophila 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Modestobacter 

4 Modestobacter 

neae; 


v 


Gluconacetobacter 


intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


716736 Bacteria_16S 
spinosum strain D 
spinosum Bacteria; 
Verrucomicrobium. 
16736 Bacteria_16S 


luconacetobacter 
16736 Bacteria_16S 
strain 1066 16S r 


7 
h 
hansenii Bacteria; 
G 
7 


716736 Bacteria_16S 
strain 1846 16S 
Proteobacteria; 

716736 Bacteria_16S 
fusiformis strain 


716736 Bacteria_16S 
dejongeii strain 


16736 Bacteria_16S 
ggregatus strain 
acteria; Actinob 
lastococcus. 
16736 Bacteria_16S 
strain CC-1 16S r 
Thermotogae; 
716736 Bacteria_16S 
strain OK2 16S ri 
Proteobacteria; 
716736 Bacteria_16S 
rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 
716736 Bacteria_16S 
strain CFBP 2022 
roteobacteria; 
16736 Bacteria_16S 
alleroniana stra 
alleroniana Bacteria; 
seudomonas. 
16736 Bacteria_16S 
strain DLE411J 16 
Proteobacteria; 
716736 Bacteria_16S 
strain P 513/19 
Proteobacteria; 
716736 Bacteria_ 
strain P 527/13 
Proteobacteria; 
716736 Bacteria_ 
strain P 538/23 
Proteobacteria; 
716736 Bacteria 
strain ID131577 
Actinobacteria; 
716736 Bacteria_16S 


NWWwoon 


P 
7 
Pp 
Pp 
P 
7 


16S 


16S 


16S 


picturae strain R-5321 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacteria; Firmicutes; 
716736 Bacteria_16S 


strain 520-20 16S ribosomal RNA, 


16736 Bacteria_16S 


seudomonas. 
16736 Bacteria_16S 


P 
7 
£ 
£ 
P 
7 
s 
P 
7 


16736 Bacteria_16S 


Thermotogales; 


Rubrobacteridae; 


Bacillales; 


3364454 3364373 10 


3553590 3553505 10 


3616020 3615951 20 


3675147 3675078 22 


3705324 3705243 10 


3709880 3709799 10 


3840595 3840510 10 


330956 330872 11 


385313 385245 23 


445517 445449 23 


ain IH5 16S ribosomal RNA, 
teria; 


Proteobacteria; 


457869 457801 23 


459321 459253 23 
Proteobacteria; 


471418 471350 23 


555611 555543 23 


557153 557085 23 


558697 558629 23 


567850 567766 11 


606901 606833 23 


640498 640430 23 


672267 672199 23 


681406 681322 11 


719023 718955 23 


89 


93 


89 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


90 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


89 


89 


93 


93 


ibosomal RNA, partial sequence 
Thermotogaceae; 


Geo 
90 


bosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


90 


90 


90 


90 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


90 


90 


90 


93 


90 


90 


complete sequence 


90 


93 


train NA 1 16S ribosomal RNA, partial sequence 
roteobacteria; Betaproteobacteria; Neisseriales; Neiss 


90 


gi 


gi 


gi 


219846674 


SM 4136 16S ribosomal RNA, partial sequence 
Verrucomicrobia; Verrucomicrobiae; Ver 


219846541 


ansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


219846495 


3615060 36165 


gi 


gi 


FC4 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 


gi 


FCl 16S ribosomal RNA, partial sequenc 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 


gi 


B15 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


219846454 


3674212 36756 
nterobac 


E 
219846433 
37043 
robiales; 

219846430 
e 37089 
robiales; 

219846335 
38396 


ales; 


265678840 


329993 33159 


toga. 
gi 


265678798 


384340 38587 


gi 


gi 


gi 


in CFBP 4389 16S ribosomal RNA, partia 
Gammaproteobacte 


gi 


gi 


gi 


gi 


roteobacteria; Gammaproteobacteria; Pseudomonadales; P 


rederiksbergensis strain JAJ28 16S ribosomal RNA, part 
rederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; 


265678758 


complete sequence 
Gammaproteobacteria; 


265678746 


16S ribosomal RNA, partial sequence 456977 45835 
Gammaproteobacteria; Pseudomonadales; P 


265678745 
ria; 


265678737 


470446 47199 
seudomonadaceae; 


265678682 


6S ribosomal RNA, partial sequence 554659 55615 
Gammaproteobacteria; Pseudomonadales; P 


265678681 


6S ribosomal RNA, partial sequence 556201 55769 
Gammaproteobacteria; Pseudomonadales; P 


265678680 


6S ribosomal RNA, partial sequence 557743 55923 
Gammaproteobacteria; Pseudomonadales; P 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


rucomicrobia 


Rhodospir 


Fran 


Pseudomonadales; 


1 sequence 
Pseudomon 


ref|NR_026266.1 
3363492 336498 
les; Verruco 


ref |NR_026133.1 
3552654 355413 
illales; Acetoba 


ref |NR_026087.1 
15 Mycobacterium 
Mycobacteri 
ref|NR_026045.1 
teriaceae; Panto 
ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref|NR_029145.1 


ref|NR_029103.1 
Pseudomon 
ref|NR_029063.1 

444544 446074 
Pse 
ref|NR_029051.1 
Pseudomon 
ref|NR_029050.1 
458401 459808 
adales; Pseu 


ref|NR_029042.1 
Pseudomon 
ref|NR_028987.1 
Pseudomon 
ref |NR_028986.1 
Pseudomon 


ref|NR_028985.1 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 

Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 

Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 

Blastococcus 
coccus aggregatus 
tophilaceae; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 
seudomonadaceae; 


as. 
Pseudomonas 
Pseudomonas 
udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 
seudomonadaceae; 


as. 

Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 
seudomonadaceae; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 
seudomonadaceae; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


seudomonadaceae; Pseudomonas. 
gi|265678674|ref|NR_028979.1| Conexibacter woesei 
3 Conexibacter woesei Bacteria; 
Conexibacteraceae; Conexibacter. 
gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
605920 607435 Oceanobacillus picturae 
Oceanobacillus. 
gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
639529 641056 Pseudomonas kilonensis Bacteria; 
seudomonadaceae; Pseudomonas. 
gi|265678601|ref|NR_028906.1| Pseudomonas 
ial sequence 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
gi|265678595|ref|NR_028900.1| Neisseria animalis 
680477 681831 Neisseria animalis Bacteria; 
eriaceae; Neisseria. 
gi| 265678569 |ref|NR_028873.1| Virgibacillus 


marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


716736 Bacteria_16S 
strain Al 16S rib 
Proteobacteria; B 
716736 Bacteria_16S 
strain V33 16S ri 
Proteobacteria; B 
716736 Bacteria_16S 
strain Uedal07 16 
Proteobacteria; G 
716736 Bacteria_16S 
mediterranea stra 
mediterranea Bact 
Pseudomonas. 

716736 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 
716736 Bacteria_16S 
strain CIP 104663 
Proteobacteria; G 
716736 Bacteria_16S 
strain WSU 86/104 


eria; 


4 16S ribosomal RNA, 


759285 759201 11 


osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 


760839 760755 11 


771450 771382 23 


785386 785318 23 


Proteobacteria; 


872230 872146 11 


961296 961228 23 


973628 973548 12 


93 


93 


bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 


90 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


90 


93 


90 


90 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


~ 


16736 Bacteria_16S 
ithotrophicum st 
ithotrophicum Ba 
16736 Bacteria_16S 
yukyuensis strai 
yukyuensis Bacteria; 
16736 Bacteria_16S 

sychrophila stra 
acteria; Proteob 
16736 Bacteria_16S 
iheyensis HTE831 
Bacteria; Firmicutes; 
716736 Bacteria_16S 

strain R-4079 16S 
Proteobacteria; G 
716736 Bacteria_16S 
strain R-4069 16S 
roteobacteria; G 
16736 Bacteria_16S 
artmannellae str 
artmannellae Bac 
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1 
1 
7 
© 
r 
7 
Pp 
B 
7 


P 
7 
h 
h 
7 
u 


1050098 1050022 7 
1056028 1055960 23 
Firmicutes; Bacillales; 
1089080 1089012 23 
1155577 1155509 23 
Bacillales; 
1228183 1228115 23 
1229719 1229651 23 


1247905 1247837 23 


1291400 1291317 12 


82 


90 


B 


90 


90 


90 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


90 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


90 


93 


gi 


gi 


gi 


gi 


in CFBP 5447 16S ribosomal RNA, partia 
Gammaproteobacte 


gi 


in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


gi 


16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 


gi 


complete sequence 


gi 


rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 


gi 


n 015-7 16S ribosomal RNA, partial seq 


acillace 
gi 


in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


gi 
Oceanoba 
gi 


gi 


gi 


ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 


gi 


realyticum DSM 7109 16S ribosomal RNA, partial sequenc 


DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Ac 
Corynebacteriaceae; Corynebacterium. 


716736 Bacteria_16S 


luconacetobacter. 

16736 Bacteria_16S 
turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 

716736 Bacteria_16S 
strain LMG 2210 1 
Proteobacteria; G 
716736 Bacteria_16S 
ferrooxidans stra 
Bacteria; Nitrosp 
716736 Bacteria_16S 
afermentans subsp 


d 
d 
G 
7 


Actinomycetales; 
716736 Bacteria_16S 
subsp. elongata s 
elongata subsp. e 
Neisseria. 
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1353869 1353785 11 


1378114 1378046 23 


1415504 1415436 23 


1432498 1432414 11 


1500733 1500650 12 


1508153 1508069 11 


1582046 1581962 11 


93 


90 


90 


93 


93 


93 


train ATCC 25295 16S ribosomal RNA, 
longata Bacteria; Proteobacteria; Beta 


93 


gi 


iazotrophicus strain PAl 5 16S ribosomal RNA, partial 
iazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


gi 


7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


gi 


gi 


in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 


gi 


afermentans strain CIP 103499 16S ri 
Corynebacterium afermentans subsp. 


gi 
co 


gi 


eriaceae; 


eriaceae; 


1 sequenc 
ria; Pseu 


sequence 
ria; Rhod 


9603 
seudomona 

9726 
quence 
urobacter 


uence 
ae; Paral 


ence 1088 
nadales; 
cillus. 


seudomona 


seudomona 


equence 
hlamydiac 


e 1290 
tinomycet 


sequence 
teobacter 


ce 1377 
nadales; 


seudomona 


ence 1431 
eptospiri 


bosomal R 


afermentans Bacteria; Actinobacteria; 
Corynebacterineae; Corynebacteriaceae; 


Coryneba 


lete se 
oteobac 


mp 
pr 


265678540 
758305 75981 


265678539 
759866 76120 


265678532 
770475 77198 
seudomonad 
265678522 


265678464 


265678404 


265678395 


265678345 


265678340 


265678317 


253680753 
16S ribosomal RNA, partial sequence 1154576 11561 
Bacillaceae; 
219878281 
1227244 12287 


219878280 
1228770 12302 
219857449 


228720812 


228720330 


228717562 


224581448 
6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; P 
224581434 


219846622 


219846303 


219878490 


ref|NR_028844.1 


iella. 
NR_028843.1 


Alys 
ref 


seria. 
NR_028836.1 


Neis 
ref 


aceae; Cellvibr 
ref |NR_028826.1 

784432 785869 
omonadales; Pse 


e 
d 


ref |NR_028767.1 

871314 872760 
ospirillales; Ace 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028697.1 
7 974173 Waddli 


2 
d 


1 


NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 


ref|NR_028001.1 


i 


i 


1 
P 


ref |NR_025420.1 


dacea 


ref 


e; Cellvibri 
NR_025419.1 
daceae; Cellvibri 
ref |NR_025037.1 
1246931 124845 
ae; Neochlamydia 
ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


e 


4 
a 


ref|NR_027591.1 

1352934 135441 
ia; Rhodospirilla 
ref|NR_027564.1 
167 1378635 Teredi 
Alteromonadales g 


ref |NR_027230.1 


daceae; Pseudomon 
ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref 
NA, c 


5 
1 
NR_026214.1 
omplete sequ 


teri 
ref 

uenc 
eria 


Cc um. 
NR_025893.1 
e 150715 


Neisserial 


q 
t 


’ 


UL 


Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 
i 


O°. 
Pseudomonas 
Pseudomonas 

domonadaceae; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Waddlia chondrophila 
a chondrophila Bacteria; 


Balnearium 
0 Balnearium 
m. 
Paraliobacillus 
2 Paraliobacillus 


Pseudomonas 
monas psychrophila 
Pseudomonas. 
Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Neochlamydia 

9 Neochlamydia 
Corynebacterium 

bacterium urealyticum 

rineae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Teredinibacter 
nibacter turnerae T7901 


enera incertae sedis; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Leptospirillum 
pirillum ferrooxidans 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


ref |NR_025629.1 


Rhodovarius 


lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 


seudomonas. 


strain CMS 38 16S 
G 
716736 Bacteria_16S 
strain CMS 35 16S 
G 
716736 Bacteria_16S 
ostraviensis stra 
ostraviensis Bacteria; 


Proteobacteria; 


Proteobacteria; 


Cellvibrio. 


strain CFBP 2341 
Proteobacteria; 


strain TO1 16S ri 
roteobacteria; 


P 
z 
c 
c 
7 


necropolis strain 
necropolis Bacter 
7 
strain MCS 18 16S 


7 

washingtonensis s 
washingtonensis B 
Maricaulis. 

7 


strain LMG 12370 


irmicutes; Bacil 


F 
7 
salipaludis strai 
Bacteria; Proteob 
7 


strain Ps 9-14 16 
Proteobacteria; G 


716736 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


716736 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


taiwanensis strai 
taiwanensis Bacte 


extremorientalis 
extremorientalis 
Pseudomonas. 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


strain ICPB 3636 


Proteobacteria; B 


strain CFML 97-39 
Proteobacteria; G 


strain CFML 97-51 
Bacteria; Proteob 


716736 Bacteria_16S 
proteolytica stra 
proteolytica Bacteria; 
P. 

7 


16736 Bacteria_16S 


716736 Bacteria_16S 


G 
716736 Bacteria_16S 


G 
16736 Bacteria_16S 
armonensis strai 
armonensis Bacte 
16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 
16736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 
716736 Bacteria_16S 


716736 Bacteria_16S 
716736 Bacteria_16S 


716736 Bacteria_16S 


ria; 


ia; 


n SM-1 
acteria; 


S ribos 


n Ps 3- 
ria; 


16S ri 


ria; 


Bacteria; 


ria; 


7 


16736 Bacteria_16S 


ammaproteobacteria; 
2194037 2193949 7 


Proteobacteria; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1691799 1691731 23 
in LMG 19434 16S ribosomal RNA, partia 
Proteobacteria; 


1694922 1694854 23 
16S ribosomal RNA, partial sequence 1693968 16954 
ammaproteobacteria; Pseudomonadales; P 
1696466 1696398 23 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1790552 1790484 23 
n LMG 20964 16S ribosomal RNA, partial 
Firmicutes; 
1804323 1804255 23 
LMG 19488 16S ribosomal RNA, 
Firmicutes; 

2019238 2019178 22 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
16736 Bacteria_16S 2020710 2020650 22 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteobacteria; 


2038773 2038705 23 
16S ribosomal RNA, partial sequence 2037802 20393 
lales; Bacillaceae; Virgibacillus. 
2138024 2137956 23 
16S ribosomal RNA, partial sequ 


2144016 2143948 23 
omal RNA, partial sequence 
ammaproteobacteria; 
2145521 2145453 23 
10 16S ribosomal RNA, partial s 
Proteobacteria; 


2172875 2172807 23 
bosomal 


n WR-30 16S ribosomal RNA, partial seque 
Deinococcus-Thermus; 
2219752 2219684 23 

strain KMM 3447 16S ribosomal RNA, parti 


Proteobacteria; 


2234908 2234840 23 
n CFBP 5705 16S ribosomal RNA, partial 


2265605 2265521 11 
16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neiss 
2321708 2321640 23 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323260 2323192 23 


Bacillales; 


Bacillales; 


1643643 16451 


90 gi| 219878410 


1695512 16970 


seudomonadaceae; 


ref|NR_025549.1 


1641480 1641412 23 90 gi|219878449|ref|NR_025588.1| Pseudomonas 
in CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

1643042 1642974 23 90 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 
ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

1644603 1644535 23 90 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


seudomonadaceae; Pseudomonas. 
90 gi|219878413|ref|NR_025552.1| Cellvibrio 
1 sequence 1690867 1692335 Cellvibrio 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
90 gi|219878411|ref|NR_025550.1| Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
Pseudomon 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


seudomonadaceae; Pseudomonas. 
90 gi|219878342|ref|NR_025481.1]| Virgibacillus 
sequence 1789570 1791087 Virgibacillus 
Bacillaceae; Virgibacillus. 
90 gi|219878333|ref|NR_025472.1| Virgibacillus 
complete sequence 1803341 1804862 Virgibacillus 
Bacillaceae; Virgibacillus. 
82 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 
2018337 2019758 Maricaulis salignorans Bacteria; 
ceae; Maricaulis. 
82 gi|219878182|ref|NR_025321.1| Maricaulis 


sequence 


Rh 
90 


gi|219878169 


2019809 202123 
odobacterales; 


ref |NR_025308.1 
07 Virgibacillus 


0 Maricaulis 


Hyphomonadaceae; 


Virgibacillus proomii 
proomii Bacteria; 


90 gi|219857643|ref|NR_025232.1| Microbulbifer 
ence 2137073 2138564 Microbulbifer salipaludis 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
90 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 
2143068 2144522 Pseudomonas koreensis Bacteria; 
Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
90 gi|219857638|ref|NR_025227.1| Pseudomonas 
equence 2144573 2146027 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
90 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
93 gi|219857603|ref|NR_025191.1| Meiothermus 
nce 2193088 2194570 Meiothermus 
Deinococci; Thermales; Thermaceae; Meiothermus. 
90 gi|219857586|ref|NR_025174.1| Pseudomonas 
al sequence 2218792 2220307 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
90 gi|219857576|ref|NR_025164.1| Pseudomonas 
sequence 2233956 2235447 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
93 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
96 Simonsiella muelleri Bacteria; 
eriaceae; Simonsiella. 
90 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 
2320764 2322265 Pseudomonas brenneri Bacteria; 
seudomonadaceae; Pseudomonas. 
90 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
2322316 2323816 Pseudomonas grimontii 


4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 
2509486 2509402 11 


P 


seudomonadaceae; 


93 gi| 219857371 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter 
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Pseudomonas. 
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7 Gluconacetobacter 


716736 Bacteria_16S 
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Bacteria; Proteob 


strain CIP 105470 
Proteobacteria; G 


strain CIP 105274 
Proteobacteria; G 


strain CFML 96-19 
Proteobacteria; G 


strain CIP 104664 
Bacteria; Proteob 


strain CFML 96-17 
Bacteria; Proteob 


strain CIP 105273 
Proteobacteria; G 


strain CIP 105460 
acteria; Proteob 


B 
7 
halotolerans stra 
Bacteria; Firmicu 
juripiscarius str 
juripiscarius Bac 


strain AAO8 16S r 
Proteobacteria; A 


strain Yo-3 16S r 
Proteobacteria; A 


S60-1 16S ribosom 
Alphaproteobacter 


strain 71 16S rib 
Proteobacteria; A 


strain ATCC 13522 
Bacteria; Proteob 


strain ATCC 49968 
Bacteria; Proteob 


strain PCl 16S ri 
Proteobacteria; G 


pedioforme strain 
pedioforme Bacter 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


strain DSM 11363 


Proteobacteria; G 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 
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716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


2521633 2521565 23 90 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2529185 2529117 23 90 gi 
ammaproteobacteria; Pseudomonadales; P 
2555939 2555871 23 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557505 2557437 23 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2571264 2571196 23 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580385 2580317 23 90 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581951 2581883 23 90 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585090 2585022 23 90 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2595928 2595860 23 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597494 2597426 23 90 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2628313 2628245 23 90 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2679682 2679614 23 90 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2709630 2709546 11 93 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2761993 2761909 11 93 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2810234 2810150 11 93 gi 
al RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae 
2825280 2825196 11 93 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2854387 2854319 23 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2859070 2859002 23 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2974890 2974822 23 90 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3150127 3150056 23 93 gi 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3151638 3151578 22 82 gi 
in KMS2 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


3177603 3177535 23 90 
16S rib 


ammaproteobacteria; 


gi 


Pseudomonadales; P 
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se 
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se 
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se 


se 


se 


na 


na 


se 


na 


ne 
ac 


se 


ce 


Ac 


Ac 


v 


Ac 


na 


na 


se 


eq 
a; 


ue 
ri 


se 


219857363 


219857358 


219857340 


219857339 


219857287 


219857281 


219857280 


219857278 


219857271 


219857270 


219857246 


219857203 


219857182 


2708714 27101 


219857145 
2761077 27624 


219857110 
2809318 2810728 Asaia 


219856907 
2824364 28257 


219856888 
219856885 
219846940 
2973936 29754 


219846822 


219846821 


219846803 
osomal RNA, partial sequence 3176631 31781 


quence 
ria; Pse 


udomonad 


25549 
dales; P 


25565 
udomonad 


25702 
udomonad 


25794 
udomonad 


25809 
dales; P 


25841 
dales; P 


25949 
udomonad 


25965 
dales; P 


e 26273 
illus. 


quence 


ae; Lent 


etobacte 


etobacte 


Asaia. 


etobacte 


28534 
dales; P 


28581 
dales; P 
udomonad 


uence 
Chromat 


nce 


a; Desul 


udomonad 


93 gi 


219846802 


ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 
ref|NR_024946.1 
aceae; Pseudomon 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024876.1 
22 2628862 Gracil 


ref |NR_024831.1 
2678696 268021 
ibacillus. 
ref |NR_024810.1 


race 
ref 


ae; Asaia. 
NR_024773.1 


ae; Kozakia. 
NR_024738.1 
mensis Bacte 


race 
ref 
sia 
ref |NR_024728.1 
raceae; Asaia. 
ref |NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref |NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_026532.1 


e; Pseudomon 
ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
ref|NR_026413.1 

3150676 315218 
fovibrionales; D 


acea 


ref|NR_026395.1 


aceae; Pseudomon 
ref |NR_026394.1 


singulare strain IBS B52218 16S ribosomal RNA, partial sequence 


singulare Bacteri 
Corynebacteriacea 


a; 


e; Corynebacterium. 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 

Pseudomonas. 

Gracilibacillus 
ibacillus halotolerans 


Lentibacillus 
9 Lentibacillus 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Desulfovibrio 

4 Desulfovibrio 

esulfovibrionaceae; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 


3178210 317953 


Corynebacterium 
2 Corynebacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacterium. 


pilosum Bacteria; 


Corynebacteriacea 
716736 Bacteria_1 
liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 
16736 Bacteria_16S 


7 
strain R91/1468 1 
irmicutes; 


F 
7 
h 
h 
7 
hominis strain 65 
Bacteria; 


strain CDC 8142 1 
Proteobacteria; 


stercoraria strai 


stercoraria Bacte 


7 


Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 

716736 Bacteria_16S 4057380 4057312 23 90 gi| 219846182 |ref|NR_025772.1 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microb 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
716736 Bacteria_16S 4209574 4209506 23 90 gi|219846069|ref|NR_025659.1 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

716736 Bacteria_16S 5500 5429 23 93 gi|265679060|ref|NR_029368.1 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
716736 Bacteria_16S 6962 6891 23 93 gi|265679059|ref|NR_029367.1 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
716736 Bacteria_16S 8419 8348 23 93 gi|265679058|ref|NR_029366.1 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
716736 Bacteria_16S 22085 22014 23 93 gi| 265679049 |ref|NR_029357.1 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 #Propionispira 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

716736 Bacteria_16S 23635 23564 23 93 gi|265679048|ref|NR_029356.1 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
716736 Bacteria_16S 37274 37203 23 93 gi| 265679039 |ref|NR_029347.1 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Sulfitobacter. 

716736 Bacteria_16S 38677 38606 23 93 gi|265679038|ref|NR_029346.1 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfit 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 
716736 Bacteria_16S 52482 52411 23 93 gi| 265679029 |ref|NR_029337.1 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 

Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

716736 Bacteria_16S 55524 55453 23 93 gi| 265679027 |ref|NR_029335.1 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 


716736 Bacteria_1 
acanthamoebae str 
acanthamoebae Bac 
716736 Bacteria_1 
amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 
716736 Bacteria_1 
xerosis strain AT 
Bacteria; Actinob 


716736 Bacteria_1 
pilosum strain AT 


Lacto 
16736 Bacteria_16S 
alophilum strain 
alophilum Bacter 
16736 Bacteria_16S 


Proteob 
716736 Bacteria_16S 


B 
716736 Bacteria_16S 


16736 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


6S 3233687 3233619 23 90 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
6S 3432123 3432040 12 93 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

6S 3433571 3433488 12 93 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


6S 3434929 3434846 12 93 gi 
CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

6S 3555120 3555036 11 93 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


3600846 3600782 29 93 gi 
bacillales; Carnobacteriaceae; Dolosig 
3653797 3653729 23 90 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3828629 3828562 23 89 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3875564 3875480 11 93 gi 


etaproteobacteria; Neisseriales; Neiss 
3888022 3887938 11 93 gi 
n Gottingen 1488-6 16S ribosomal RNA, 

ria; Proteobacteria; Betaproteobacteri 
3891096 3891012 11 93 gi 


6S ribosomal RNA, partial sequence 3599877 36013 


6S ribosomal RNA, partial sequence 3874615 38761 


3890099 3891585 Kinge 


219846765 
quence 
hlamydiace 
219846623 
sequence 
Actinomyce 


219846621 
ence 34326 
ales; Cory 


219846620 
quence 
inomycetal 


219846540 
1 sequence 
ria; Rhodo 


219846506 


ranulum. 

219846469 
sequence 

les; Pepto 
219846344 
38276 
cteriales; 
219846312 


eriaceae; 
219846304 
partial se 
a; Neisser 
219846301 


ref|NR_026357.1 
3232707 323424 
ae; Parachlamydi 
ref|NR_026215.1 

3431175 343257 
tales; Corynebac 


ref |NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


ref|NR_026212.1 
3433993 343537 
es; Corynebacter 


ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


ref|NR_026098.1 


ref|NR_026061.1 
3652827 365435 
coccaceae; Desul 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_025902.1 


seria. 
NR_025894.1 
ce 388702 
s; Neisseria 
NR_025891.1 
oralis Bacte 


Neis 
ref 
quen 
iale 
ref 
lla 


Parachlamydia 
7 Parachlamydia 
a. 
Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 
ineae; 


Gluconacetobacter 
7 Gluconacetobacter 


tobacteraceae; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Kingella oralis strain 
ria; Proteobacteria; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Lentibacillus 
acillus salicampi 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Propionispira arboris 
arboris Bacteria; 


Clostridium 
idium orbiscindens 


Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Enterococcus asini 


Enterococcus asini Bacteria; 


Holdemania filiformis 


Holdemania filiformis Bacteria; 
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716736 Bacteria_16S 63060 62989 23 93 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
716736 Bacteria_16S 70608 70537 23 93 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

716736 Bacteria_16S 91485 91414 23 93 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

716736 Bacteria_16S 97800 97717 LZ 93 gi| 265678998 |ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

716736 Bacteria_16S 146544 146473 23 93 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

716736 Bacteria_16S 149458 149387 23 93 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

716736 Bacteria_16S 151040 150957 12 93 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 177042 176973 22 90 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

716736 Bacteria_16S 209319 209236 12 93 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 232110 232039 23 93 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

716736 Bacteria_16S 233646 233575 23 93 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

716736 Bacteria_16S 244691 244620 23 93 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

716736 Bacteria_16S 250739 250668 23 93 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

716736 Bacteria_16S 253696 253625 23 93 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

716736 Bacteria_16S 255171 255100 23 93 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

716736 Bacteria_16S 259674 259603 23 93 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

716736 Bacteria_16S 261050 260979 23 93 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
716736 Bacteria_16S 294471 294400 23 93 gi| 265678864 |ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

716736 Bacteria_16S 314270 314187 12 93 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 318670 318599 23 93 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
716736 Bacteria_16S 344888 344817 23 93 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716736 Bacteria_16S 350828 350757 23 93 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

716736 Bacteria_16S 352261 352190 23 93 gi|265678823|ref|NR_029128.1| Rhodobium orientis 


strain MB312 16S 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 


351363 352770 Rhodobium orientis Bacteria; 


716736 Bacteria_16S 355182 355111 23 93 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

716736 Bacteria_16S 358089 358018 23 93 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

716736 Bacteria_16S 364139 364068 23 93 gi|265678812|ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
716736 Bacteria_16S 365622 365551 23 93 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

716736 Bacteria_16S 371575 371504 23 93 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

716736 Bacteria_16S 382216 382145 23 93 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

716736 Bacteria_16S 383730 383659 23 93 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

716736 Bacteria_16S 388381 388310 23 93 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

716736 Bacteria_16S 411516 411445 23 93 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716736 Bacteria_16S 413116 413045 23 93 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716736 Bacteria_16S 423869 423798 23 93 gi|265678772|ref|NR_029077.1| Bacillus algicola 


strain F12 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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Firmicutes; Bacillales; Macrococcus. 

716736 Bacteria_16S 463831 463760 23 93 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
716736 Bacteria_16S 465333 465262 23 93 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

716736 Bacteria_16S 477482 477411 23 93 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

716736 Bacteria_16S 503784 503713 23 93 gi|265678716|ref|NR_029021.1| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

716736 Bacteria_16S 514360 514289 23 93 gi| 265678709 |ref|NR_029014.1| Lactobacillus rossiae 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716736 Bacteria_16S 549483 549412 23 93 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 


strain TMAO3 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 


Sporomusa. 


548509 550044 Sporomusa aerivorans Bacteria; 


ACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCCG 
GGGCTCAACCTCGGAACTGCCTTTGATACTGGGGATCTCGAGTCCGGGAGAGGTGAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACAC 
CAGTGGCGAAGGCGGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAT 
GCTAGCCGTTAGGCAGCTTGCTGCTTAGTGGCGCAGTTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATGTCCGGTTTGGTTTCCAGAGATGGATTCCTTCAGTTAG 
GCTGGCCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCATTT 
AGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATG 
GCGGTGACAGTGGGATGCTAAGGGGCGACCCCTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGCGCTCTGCAACTCGAGCGCATGAAGGTGGAATCGCTAG 
TAATCGTAGATCAGAACGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGTTTTCTTAACCGCA 
AGGAGAGAGGCGACCACGGTAGGGTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACG 
CTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTTTGCTGACGAGCGGCGGACGGGTGAGTAATACTTGGGAACTTGCCTCTA 
GGCGGGGGACAACCACTGGAAACGGTGGCTAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACACCTAGAGATGGGCCCAAGCGGGATT 
AGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGTTCNGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGTGAGGAAGGT 
CAGTAAGTTAATAACTTGCTGAATTGACGTTAGCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAA 
TTACTGGGCGTAAAGCGTACGTAGGCGGTGTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTTGAACTGGCACGCTAGAGTCCTGAAGA 
GGGTGGTAGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGTCAGAGACTGACGCTGAGGTACGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCACTAAGACGTGAGTAACGCAGCTAACGCACTAAGT 
TGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACC 
TTACCATCCCTTGACATCCAGTGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCTGGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACG 
ACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGCGTACAAAGGGCAGCGAACCTGCGAGGGTAAGCGAATCTCATAAAGCGCGT 
CGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTGGTTAGTTTAACCTTCGGGAGAACGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAGCACTTT 
ATTTGATTTCTTCGGAATGAAGATTTTGTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGGGATAACAGTTGGAAACGACTGCT 
AATACCGCATAAGCGCACAGGGTCGCATGACCTGGTGTGAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGCCAGTTGGTGGGGTAACGGCCTACCA 
AAGCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGAC TGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
GGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGG 
CTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGGCAAGTCTGATGTGAAAGC 
CCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCGGACTAGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAA 
CACCAGTGGCGAAGGCGGCTTACTGGACGATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
AATACTAGGTGTCGGGGAGCATTGCTCTTCGGTGCCGCAGCAAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCCGATGACAGAACATGTAATGTGTTTTCTCTTC 
GGAGCATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTTAGTAGCCAGCGGGT 
MAGCCGGGCACTCTAGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATG 
GCGTAAACAAAGGGAAGCGAGCCTGCGAGGGGGAGCAAATCTCAAAAATAACGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGCTGGAATCGCTA 
GTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCGAAGTCAGTGACCCAACCGC 
AAGGAGGGAGCTGCCGAAGCAGGATCGATAACTGGGGTGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAKT 
KAACRCTGGNGGCAGGCC YAANACATGCAAGTYGAGCGGCRGCGGGRAGRTAGATTRNTANNTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGGATYT 
GCCCAGTYGTGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGAACCTAGG 
TGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGSCGACGATCCCTAGYTGGTYTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACWCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCRTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGA 
GGAAAGGTAGCGTGTTAATAGCAYGTTRCTGTGACGTTACTGACAGAAGAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTA 
ATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGTTAAGCCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGGAACTGGCGAACTAGAGTC 
TTGTAGAGGGAGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTARATATCTGAAGGAATACCGGTGGCGAAGGCGGCCTCCTGGACAAAGACTGACGCTCATGCA 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGCCTTGAGCACTGGGCTCCCAAGCTAACGC 
ATTAAGTARACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCG 
AAGAACCTTACCTACTCTTGACATCCACAGAAGCCAGCAGAGATGCAGGTGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGT 
GAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCASCACGTAATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGG 
TGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGTTGCAAAGCCGCGAGGTGGAGCTAATCTCACA 
AAGCTCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTGGGYTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGACGCTCACCACTTTGTGGTTMATGWCTGGGGTGAAGTCG 
TAACAAGGTAGCCCTAGGGGAACCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGTCGGACGGCAGCGCGGGCTTCGGCC 
TGGCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGTCCTGGAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGCTCTGAGGAGGAAA 
GCGGGGGATCTTCGGACCTCGCGCTCAAGGGGCGGCCGATGGCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGG 
ACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGT 
GTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACTTCGCCGCCAATACCGGTGGAGGATGACGGTACCGGAAGAATAAGCACCGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGCTAAGACCGATGTGAAATCCCCGGG 
CTTAACCTGGGAACTGCATTGGTGACTGGCGGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGA 
TGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACT 
AGTTGTCGGGTCTTCATTGACTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCG 
CACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAACCTTGCCGAGAGGTGAGGGTGCCCGAAAGGGAG 
CCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCAC 
TCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGA 
GGGTTGCCAAGCCGCGAGGCGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGA 
TCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGG 
TCACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGC 
ATGCCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGTCCTGGAGTGGGGGATAGCC 
CGGCGAAAGCCGGATTAATACCGCATACGCTCGGGAGAGGAAAGCGGGGGATCTTTCGGGACCTCGCGCTCAAGGGGCGGCCGATGGCAGATTAGGTAGTTGGTG 
GGGTAAAGGCCTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACCTCGTGGCTAAT 
ATCCGTGAGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA 


716736 Bacteria_16S 560207 560136 23 93 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

716736 Bacteria_16S 561744 561673 23 93 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

716736 Bacteria_16S 572374 572303 23 93 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

716736 Bacteria_16S 584331 584260 23 93 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

716736 Bacteria_16S 585827 585756 23 93 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 626726 626655 23 93 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

716736 Bacteria_16S 629796 629725 23 93 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

716736 Bacteria_16S 634342 634271 23 93 gi| 265678628 |ref|NR_028933.1| Fusobacterium equinum 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

716736 Bacteria_16S 635871 635800 23 93 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

716736 Bacteria_16S 637402 637331 23 93 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

716736 Bacteria_16S 643608 643537 23 93 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

716736 Bacteria_16S 649755 649684 23 93 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

716736 Bacteria_16S 678426 678355 23 93 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

716736 Bacteria_16S 679871 679800 23 93 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
716736 Bacteria_16S 688894 688811 12 93 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

716736 Bacteria_16S 698018 697947 23 93 gi| 265678584 |ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

716736 Bacteria_16S 699537 699467 23 93 gi|265678583|ref|NR_028888.1| Thiocystis violascens 
strain 6111 16S ribosomal RNA, partial sequence 698584 699934 Thiocystis violascens Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

716736 Bacteria_16S 715835 715764 23 93 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

716736 Bacteria_16S 735797 735726 23 93 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

716736 Bacteria_16S 741967 741896 23 93 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

716736 Bacteria_16S 743462 743391 23 93 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

716736 Bacteria_16S 765375 765304 23 93 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

716736 Bacteria_16S 766912 766841 23 93 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 


montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
716736 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


ingluviei strain 
Bacteria; Firmicu 


shriftii strain D 
Bacteria; Firmicu 
7 


Alphaproteobacter 
7 


Alphaproteobacter 


strain VPI D 75 B 
Firmicutes; Clost 


strain ATCC 43541 
Firmicutes; Clost 


strain AMX51 16S 


7 
kondratievae stra 
Bacteria; Proteob 
7 
strain W1219 16S 

irmicutes; Erysi 


F 
7 
trevisanii strain 
trevisanii Bacter 
7 
yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


nubinhibens strai 
Bacteria; Proteob 


strain DSS-3 16S 


strain B1333 16S 
Firmicutes; Lacto 


strain SH22623 16 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 
7 


716736 Bacteria_16S 


716736 Bacteria_16S 
716736 Bacteria_16S 
16736 Bacteria_16S 


34635 16S ribosomal RNA, partial sequence 
16736 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 
salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 
716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


794494 794423 23 93 gi 
B 16S ribosomal RNA, partial sequence 
805300 805229 23 93 gi 
ridia; Clostridiales; Veillonellaceae; 
808413 808342 23 93 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; Lactobacillaceae 
817567 817496 23 93 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
825132 825061 23 93 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826634 826563 23 93 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
828210 828139 23 93 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
829786 829715 23 93 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
843391 843320 23 93 gi 
ribosomal RNA, partial sequence 


848046 847975 23 93 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
863126 863055 23 93 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
869275 869204 23 93 gi 


"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
870740 870669 23 93 gi 


in B0O71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


907138 907055 12 93 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


927354 927271 12 93 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


928810 928739 23 93 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930298 930227 23 93 gi 
ribosomal RNA, partial sequence 


956665 956594 23 93 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


996690 996619 23 93 

ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1025546 1025475 23 93 gi 
S ribosomal RNA, partial sequence 


gi 


1057525 1057454 23 93 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1063666 1063595 23 93 


16S ribosomal RNA, partial sequence 804384 80579 


824212 825662 Bosea 


825713 827158 Bosea 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
16736 Bacteria_16S 


862181 86365 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


995703 99724 


1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
716736 Bacteria_16S 


265678516 

79361 
biaceae; R 
265678509 


Anaeroglo 
265678507 
e 80741 
; Lactobac 
265678501 
nce 81658 
bacteroida 
265678496 


sea. 
265678495 


sea. 
265678494 
e 82720 
Selenomon 
265678493 

82878 
Selenomon 
265678484 


rhizobiace 
265678481 
nce 84713 
terales; R 
265678470 


elotrichac 
265678466 
ial sequen 
obacteriac 
265678465 
uence 
ria; Rhizo 
265678440 
al sequenc 
eria; Desu 


265678427 
quence 
ria; Desul 


265678426 
nce 92790 
terales; R 
265678425 


hodobacter 
265678408 
sequence 


acteria; R 


265678380 


catella. 
265678361 


biaceae; R 
265678339 
al sequenc 
eria; Rhiz 


265678335 


gi 


ref |NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028812.1 
1 Anaeroglobus 
bus. 
ref |NR_028810.1 
2 808917 Lactob 
illus. 
ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref |NR_028799.1 
vestrisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


’ 


ref |NR_028797.1 
9 828732 Seleno 
as. 
ref|NR_028796.1 
3 830273 Seleno 
as. 
ref|NR_028787.1 
ae; Bosea. 
ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_028773.1 


eae; Bulleidia. 
ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref |NR_028768.1 
869838 871263 
biales; Bradyrhi 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028729.1 
926361 927852 
fobacterales; De 


ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028727.1 
aceae; Ruegeria 
ref|NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref|NR_028682.1 


ref|NR_028663.1 
hizobium/Agrobac 
ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref|NR_028637.1 


acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Anaeroglobus geminatus 


geminatus Bacteria; 


Lactobacillus 
acillus ingluviei 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Leptotrichia 

Leptotrichia 
a. 
Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Roseovarius 
arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Rhodopseudomonas 

7 Rhodopseudomonas 

izobiaceae; 


1062699 106423 


Alicyclobacillus 
1 Alicyclobacillus 


716736 Bacteria_16S 1069628 1069557 23 93 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

716736 Bacteria_16S 1071120 1071049 23 93 gi|265678330|ref|NR_028632.1| Tistrella mobilis 
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strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
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Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

716736 Bacteria_16S 1087518 1087447 23 93 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 1093666 1093595 23 93 gi|265678314|ref|NR_028616.1| Acetobacter 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 1092739 1094192 Acetobacter 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

716736 Bacteria_16S 1095111 1095040 23 93 gi|265678313|ref|NR_028615.1| Acetobacter peroxydans 
strain NBRC 13755 16S ribosomal RNA, partial sequence 1094243 1095577 Acetobacter peroxydans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

716736 Bacteria_16S 1096551 1096480 23 93 gi|265678312|ref|NR_028614.1| Acetobacter 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 1095628 1097070 Acetobacter 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

716736 Bacteria_16S 1123951 1123880 23 93 gi|224581425|ref|NR_027206.1| Lactobacillus antri 


strain Kx146A4 16 
Firmicutes; Lacto 


716736 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 
7 
1279 16S ribosoma 


Deinococcus-Thermus; 
716736 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 
7 
DSM 9946 16S ribo 


Deinococcus-Thermus; 
716736 Bacteria_16S 


DSM 20544 16S rib 


Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
716736 Bacteria_16S 1196542 1196459 12 93 gi| 228715574 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 11955 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacter 
716736 Bacteria_16S 1232750 1232679 23 93 gi| 219878271 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rh 
716736 Bacteria_16S 1238843 1238772 23 93 gi| 219878163 
niigataensis strain DSM7050 16S ribosomal RNA, partial sequence 
niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 
716736 Bacteria_16S 1240359 1240288 23 93 gi| 219878162 
aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizob 
716736 Bacteria_16S 1243347 1243276 23 93 gi| 219878114 
temperatum strain SDW 018 16S ribosomal RNA, partial sequence 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 
716736 Bacteria_16S 1306504 1306433 23 93 gi|219846269 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Stark 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
716736 Bacteria_16S 1329420 1329349 23 93 gi|219846090 
15470 strain E7.25 16S ribosomal RNA, partial sequence 13284 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
716736 Bacteria_16S 1340081 1340010 23 93 gi| 228721340 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacter 
Magnetospirillum. 

716736 Bacteria_16S 1358404 1358334 23 93 gi| 228720055 


gonidiaformans st 
gonidiaformans AT 


16736 Bacteria_16S 


16736 Bacteria_16S 


1 RNA, partial sequence 

Deinococci; Thermales; 
1160126 1160055 23 

71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 

1163162 1163091 23 93 gi 


Thermaceae; 
93 gi 


v 


somal R 

Deinococci; Thermales; 
1164713 1164642 23 

osomal RNA, partial sequence 


Thermaceae; 
93 gi 


S ribosomal RNA, partial sequence 112294411244 
bacillales; Lactobacillaceae; Lactobacillus. 
1143523 1143452 23 93 gi| 253680761 


in C6-19 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhodo 
1158583 1158512 23 93 gi|228721491 


1157686 1159115 Meiot 
Meiothermus. 
228721485 


228720981 
NA, partial sequence 1162257 1163688 Meiot 
Meiothermus. 
228720667 
1163739 11652 


21591 
Peptococ 


63 Lactobacillus 


NR_028009.1 
142608 114408 
bacterales; Rhod 


ref 


R 


ref|NR_027614.1 
hermus ruber DS 


ref |NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027600.1 
hermus silvanus 
ref|NR_027596.1 
Mitsuokella. 
ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_025859.1 
eya novella Bact 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027605.1 
1339181 134062 
ia; Rhodospirill 
ref|NR_027588.1 
135754 


antri Bacteria; 
Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Meiothermus ruber DSM 


M 1279 Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Meiothermus silvanus 
DSM 9946 Bacteria; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Aminobacter 

4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Starkeya novella DSM 
eria; Proteobacteria; 


Dialister invisus DSM 
ter invisus DSM 15470 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Fusobacterium 
0 1358872 Fusobacterium 


rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 


716736 Bacteria_16S 
antarcticus strain 307 16S ribosomal RNA, partial sequence 


1362878 1362807 23 93 gi 


tial seque 
acteriales 


nce 
; Fusobacteriaceae; Fusobacterium. 


228719132 
13619 


ref|NR_027580.1| Octadecabacter 
76 1363364 Octadecabacter antarcticus 307 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 


7 
hamburgensis stra 
Bacteria; Proteob 
7 
strain HTCC2516 1 
Bacteria; Proteob 


HTCC2155 strain H 
HTCC2155 Bacteria 
7 
HEL-45 16S riboso 


P 
7 
silvestris strain 
Bacteria; Proteob 
7 
nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


strain LTH 5753 1 
Firmicutes; Lacto 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


strain SO2 16S ri 
Proteobacteria; A 


strain SA35 16S r 
Proteobacteria; A 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


strain ATCC 35185 
Bacteria; Firmicu 


goodfellowii stra 
goodfellowii DSM 


strain LB37 16S r 
Fusobacteria; Fus 


strain LB23 16S r 
Fusobacteria; Fus 
7 
lusatiensis strai 
Bacteria; Proteob 


aecalis strain g 
acteria; Proteob 


16736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


1365779 1365708 23 93 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1370484 1370413 23 93 gi 


acteria; Alphaproteobacteria; Rhodobac 
1371984 1371913 23 93 gi 
TCC2155 16S ribosomal RNA, partial seq 
; Lentisphaerae; Lentisphaerales; Lent 

1379591 1379520 23 93 gi 
mal RNA, partial sequence 


1381015 1380944 23 93 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1397497 1397426 23 93 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


1406471 1406400 23 93 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1444798 1444727 23 93 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


1476414 1476340 20 93 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1477969 1477898 23 93 gi 
bacillales; Lactobacillaceae; Lactobac 
1482631 1482560 23 93 gi 
vincentii ATCC 49256 16S ribosomal RNA 
vincentii ATCC 49256 Bacteria; Fusobac 


1485621 1485550 23 93 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1487138 1487067 23 93 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1493189 1493118 23 93 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1515578 1515507 23 93 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


gi 


1524732 1524661 23 93 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 
1565362 1565291 23 93 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1566895 1566824 23 93 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1568430 1568359 23 93 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 
1569916 1569845 23 93 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1572934 1572863 23 93 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


Leptot 
gi 


7 
f 
B 
a 


16736 Bacteria_16S 


6S ribosomal RNA, partial sequence 1369567 13709 


1378686 1380064 Ocean 
roteobacteria; Alphaproteobacteria; Rhodobacterales; R 
16736 Bacteria_16S 


6S ribosomal RNA, partial sequence 1476987 14785 


1486230 14876 


1492298 14937 


1565947 15674 


1567482 15689 


228719040 
ence 13648 
les; Brady 
228718299 


terales; R 
228718145 
uence 

isphaerace 
228717469 


hodobacter 
228717274 
ce 13801 
les; Beije 
228715764 
uence 

bacteria; 


219857143 
quence 
eria; Rhod 
224581424 
sequence 

teria; Rho 


219878445 
1 sequence 
; Actinomy: 
mplex (MAC 
219878440 


illus. 

219878151 
partial 
ria; Fus 


Uy 


te 


219857250 
quence 
ria; Rhizo 


219857235 


biaceae; R 
219846714 


obacterace 
219878113 
1 sequence 
teria; Rhi 


219857527 
15237 
nellaceae; 
219846059 
uence 

eriales; F 
219846058 


richia. 
219846057 


richia. 

219878173 
ce 15690 
les; Phyll 
219857383 
15720 
les; Brady 


1580522 1580451 23 93 gi 


ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027572.1 


hodobacteraceae; 
ref|NR_027571.1 

1371035 137251 
Lentisphaera 
NR_027563.1 
bus indolife 
aceae; Oceanibul 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
NR_027539.1 
1396599 139803 
Rhizobiales; t 


ae; 
ref 
ibul 


ref|NR_024771.1 
1405568 140698 
ospirillales; Ac 


ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


ref|NR_025584.1 

1475465 147693 
cetales; Coryneb 
). 
ref|NR_025579.1 
22 Lactobacillus 


ref 
sequ 
obac 


NR_025290.1 
ence 148170 
teriales; Fu 


ref|NR_024880.1 
1484704 148617 
biales; Phylloba 
ref |NR_024863.1 
hizobium/Agrobac 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref|NR_025252.1 

1514694 151610 
zobiales; Phyllo 


ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_025649.1 

1564412 156589 
usobacteriaceae; 
ref |NR_025648.1 


31 Leptotrichia 


ref |NR_025647.1 
67 Leptotrichia 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 


219878491 


americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 


Nitrobacter 
acter hamburgensis X14 
trobacter. 

Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Lentisphaera araneosa 
2 Lentisphaera araneosa 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 
Methylocella 
ocella silvestris BL2 
hylocella. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Lactobacillus spicheri 
spicheri Bacteria; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Mesorhizobium 
9 Mesorhizobium 


cteriaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Xanthobacter agilis 


agilis Bacteria; 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


Selenomonas sputigena 
monas sputigena 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 
Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 


ref |NR_025251.1 
1579624 158106 


Sinorhizobium 
0 Sinorhizobium 


americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Sinorhizobium/Ens 
7 


Loktanella. 


strain T4 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
716736 Bacteria_16S 1630851 1630780 23 93 gi| 219878456 |ref|NR_025595.1 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 1632386 1632315 23 93 gi| 219878455 |ref|NR_025594.1 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysip 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; E 
716736 Bacteria_16S 1647609 1647538 23 93 gi| 219878444 |ref|NR_025583.1 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 
716736 Bacteria_16S 1649106 1649035 23 93 gi| 219878443 |ref|NR_025582.1 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteri 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

716736 Bacteria_16S 1650598 1650527 23 93 gi| 219878442 |ref|NR_025581.1 
VKM B1479 16S ribosomal RNA, partial sequence 1649700 16511 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 
716736 Bacteria_16S 1656743 1656672 23 93 gi| 219878437 |ref|NR_025576.1 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 1655822 165727 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucell 
716736 Bacteria_16S 1688688 1688617 23 93 gi| 219878415 |ref|NR_025554.1 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 16892 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 1704180 1704109 23 93 gi|219878405|ref|NR_025544.1 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 170468 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocys 
716736 Bacteria_16S 1711744 1711673 23 93 gi|219878400|ref|NR_025539.1 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 17122 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanell 
716736 Bacteria_16S 1748331 1748260 23 93 gi| 219878375 |ref|NR_025514.1 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

716736 Bacteria_16S 1749822 1749751 23 93 gi|219878374|ref|NR_025513.1 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
716736 Bacteria_16S 1751314 1751243 23 93 gi| 219878373 |ref|NR_025512.1 
strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
716736 Bacteria_16S 1752869 1752798 23 93 gi|219878372|ref|NR_025511.1 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 1802754 1802683 23 93 gi|219878334|ref|NR_025473.1 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 180329 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 1831848 1831777 23 93 gi|219878315|ref|NR_025454.1 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 18324 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

716736 Bacteria_16S 1841057 1840986 23 93 gi| 219878308 |ref|NR_025447.1 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 184157 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacil 
716736 Bacteria_16S 1842596 1842525 23 93 gi| 219878307 |ref|NR_025446.1 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 18431 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 1851744 1851673 23 93 gi|219878301|ref|NR_025440.1 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 18521 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseosp 
716736 Bacteria_16S 1868393 1868322 23 93 gi| 219878289 |ref|NR_025428.1 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 186885 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
Chelatococcus. 

716736 Bacteria_16S 1880587 1880516 23 93 gi| 219878279 |ref|NR_025418.1 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 188113 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Prop 
716736 Bacteria_16S 1882168 1882097 23 93 gi| 219878278 |ref|NR_025417.1 


16736 Bacteria_16S 
fryxellensis strain LMG 22007 16S ribosomal RNA, partia 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacte 


716736 Bacteria_16S 


ifer group; Sinorhizobium. 


1612694 1612623 23 93 gi 


1629329 1629258 23 
osomal RNA, partial sequence 


93 gi 


219878468 
1 sequence 
ria; Rhodo 


219878457 


1628419 16298 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref|NR_025596.1 
34 Methylocella 


Loktanella 
8 Loktanella 
obacteraceae; 


Methylocella tundrae 


tundrae Bacteria; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Megamonas hypermegale 


hypermegale Bacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Bacillus 
0 Bacillus 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Lactobacillus 
3 Lactobacillus 
lus. 
Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Chelatococcus 

8 Chelatococcus 

rinckiaceae; 


Propionispora 
1 Propionispora 
ionispora. 


Sporomusa sphaeroides 


strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Veillonellaceae; 


Sporomusa 


Firmicutes; 


Firmicutes; 


Bacteria; 


Bacteria; 


Bacteria; 


Bacteria; 


716736 Bacteria_16S 
strain DSM 5090 1 


Proteobacteria; Alphaproteobacteria; Rhizobia 
716736 Bacteria_16S 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacte 
Methylobacterium. 
716736 Bacteria_16S 
strain TMW 1.666 
Firmicutes; 
716736 Bacteria_16S 

doebereinerae strain GSF71 16S ribosomal RNA, partial s 
doebereinerae Bacteria; Proteobacteria; Alphaproteobact 
Azospirillum. 
716736 Bacteria_16S 
strain ATCC 15257 
Proteobacteria; Alphaproteobacteria; Caulobac 
716736 Bacteria_16S 
strain ATCC 15253 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
716736 Bacteria_16S 
hesperidum strain 
Firmicutes; Bacillales; Alicyclobacillaceae; 
716736 Bacteria_16S 
smegmatis strain 

smegmatis Bacteri 
Mycobacteriaceae; 
716736 Bacteria_16S 
burkinensis strain DSM 6283 16S ribosomal RNA, partial 
burkinensis Bacteria; 
716736 Bacteria_16S 


1883744 1883673 23 93 


gi 
Clostridiales; Veillonellaceae; 
1885324 1885253 23 93 gi 


Clostridiales; Veillonellaceae; 
1889900 1889829 23 93 gi 
PR5 16S ribosomal RNA, partial sequenc 


1939724 1939653 23 93 


gi 


1944408 1944337 23 93 gi 
16S ribosomal RNA, complete sequence 

Lactobacillales; Lactobacillaceae 
1970114 1970043 23 93 gi 


2022181 2022110 23 93 gi 
16S ribosomal RNA, partial sequence 


2023670 2023599 23 93 gi 
16S ribosomal RNA, partial sequence 


2032622 2032551 23 93 gi 
FR-11 16S ribosomal RNA, partial sequ 


2034145 2034071 20 93 gi 
ATCC 19420 16S ribosomal RNA, partial 


Mycobacterium. 


2049722 2049651 23 93 


gi 


Clostridi 
93 gi 


Firmicutes; Clostridia; 
2051282 2051211 23 


ria; 


sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


sequence 
ales; Veil 


219878277 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridia; 
716736 Bacteria_16S 

strain DSM 3132 1 


219878276 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridia; 
716736 Bacteria_16S 

chacoense strain 


219878272 


e 18889 
les; 


Phyll 
219878235 
sequence 


219878232 
19433 


; Lactobac 


219878215 


equence 
eria; 


219878181 
20212 


219878180 
20227 


aulobacteraceae; 


219878174 


ence 20316 
Alicycloba 


219878172 


219878159 


219878158 


Rhodospirillales; 


ref|NR_025416.1 


ref |NR_025415.1 


ref|NR_025411.1 


ref|NR_025374.1 


ref|NR_025371.1 


illus. 
ref|NR_025354.1 


ref |NR_025320.1 


ref|NR_025319.1 


ref |NR_025313.1 


cillus. 
ref|NR_025311.1 


ales; 


ref|NR_025298.1 

2048758 205026 
lonellaceae; 
ref|NR_025297.1 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 
Sporomusa. 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 
Sporomusa. 


Mesorhizobium 


88 1890453 Mesorhizobium chacoense 
obacteriaceae; Mesorhizobium. 


Methylobacterium 


1938810 1940249 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 


Lactobacillus frumenti 


98 1944958 Lactobacillus frumenti 


Azospirillum 


1969231 1970533 Azospirillum 
Rhodospirillaceae; 


Caulobacter fusiformis 


81 2022719 Caulobacter fusiformis 
terales; Caulobacteraceae; 


Caulobacter. 
Caulobacter henricii 


70 2024208 Caulobacter henricii Bacteria; 
Caulobacter. 


Alicyclobacillus 


81 2033165 Alicyclobacillus hesperidum 


Mycobacterium 


2033216 2034702 Mycobacterium 
Corynebacterineae; 


Anaeroarcus 
3 Anaeroarcus 


Anaeroarcus. 


Anaerosinus glycerini 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 20518 


Firmicutes; Clostridia; 
716736 Bacteria_16S 2071126 2071055 23 


xylanilyticus strain XE 16S ribosomal RNA, 


xylanilyticus Bacteria; 
716736 Bacteria_16S 


Firmicutes; 
2075663 2075592 23 


strain IBS 506 16S ribosomal RNA, partial sequence 


Bacillales; 


Clostridiales; Veillonellaceae; 


93 gi 


complete sequence 
Paenibacillaceae; 


93 gi 


Anaerosin 
219878143 


219878139 


2074760 20762 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


716736 Bacteria_16S 2084916 2084845 23 


strain IBS 382 16S ribosomal RNA, partial sequence 


93 gi 


219878133 


2084014 20854 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


716736 Bacteria_16S 
strain SW-72 16S 
irmicutes; 


2095563 2095492 23 


Bacillales; Bacillaceae; 
16736 Bacteria_16S 2098551 2098480 23 


16736 Bacteria_16S 2104771 2104688 12 
ibiricum strain Z-7981 
acteria; Firmicutes; 
16736 Bacteria_16S 


Clostridia; 
2141024 2140953 23 
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a 
a 
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s 
B 
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m 


micronuciformis Bacteria; 
716736 Bacteria_16S 


Firmicutes; 
2153084 2153013 23 


ribosomal RNA, partial sequence 
Bacillus. 


Clostridiales; 


Clostridia; 


93 gi 


93 gi 


93 gi 


93 gi 


93 gi 


219878125 


2094597 20961 


219878123 


quibiodomus strain NL21 16S ribosomal RNA, partial sequence 
quibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhizo 


219878117 


16S ribosomal RNA, partial sequence 21038 
Clostridiaceae; 


219857641 


icronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequ 
Clostridiales; 


219857633 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 


inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 
716736 Bacteria_16S 2154546 2154475 23 
strain H-8 16S ribosomal 


RNA, partial sequence 


93 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


716736 Bacteria_16S 2159083 2159012 23 


zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 


93 gi 


Rhodo 


219857632 


2153652 21550 


Acetobacte 
219857629 


24 Anaerosinus glycerini Bacteria; 
us. 
ref|NR_025282.1| Thermobacillus 

2070125 2071678 Thermobacillus 
Thermobacillus. 
ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 
Bartonella. 
ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 
Bartonella. 
ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025262.1| Nitratireductor 
2097632 2099087 Nitratireductor 


biales; Phyllobacteriaceae; 
ref|NR_025256.1] Anoxynatronum 

27 2105235 Anoxynatronum sibiricum 
Anoxynatronum. 

ref|NR_025230.1|] Megasphaera 

ence 2140092 2141502 Megasphaera 
Veillonellaceae; Megasphaera. 
ref|NR_025222.1| Albidovulum 


2152193 2153601 Albidovulum 
bacterales; Rhodobacteraceae; 


ref|NR_025221.1| Rubritepida flocculans 
80 Rubritepida flocculans Bacteria; 
raceae; Rubritepida. 

ref|NR_025218.1] Paracoccus 

2158194 2159597 Paracoccus 


zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


716736 Bacteria_16S 2221259 2221188 23 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
716736 Bacteria_16S 2222669 2222598 23 93 gi|219857584 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 22217 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
716736 Bacteria_16S 2237987 2237904 12 93 gi| 219857574 
californiensis strain APO 16S ribosomal RNA, partial sequence 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; C 
716736 Bacteria_16S 2245476 2245405 23 93 gi| 219857569 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 22445 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
Rhizobium. 

716736 Bacteria_16S 2254712 2254641 23 93 gi| 219857563 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 22537 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Fa 
Sporanaerobacter. 

716736 Bacteria_16S 2295932 2295861 23 93 gi| 219857533 


716736 Bacteria_16S 2297398 2297327 23 


716736 Bacteria_16S 
strain 63287 16S 


2300363 2300292 23 


716736 Bacteria_16S 2301831 2301760 23 


716736 Bacteria_16S 
stercorarium subsp. 
Clostridium stercorarium subsp. 

Clostridiaceae; Clostridium. 

716736 Bacteria_16S 2335265 2335194 23 


2326223 2326152 23 


34632 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


93 


strain 7d 16S ribosomal RNA, partial sequence 


strain 91-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


93 


strain IBS 193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


93 


93 


leptospartum strain ATCC 35414 16S 


93 


strain DM12 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


716736 Bacteria_16S 2341185 2341114 23 


93 


strain LBB1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


716736 Bacteria_16S 2356377 2356295 12 


dechloracetivorans strain SF3 16S ribosomal RNA, partial 
Proteobacteria; 


dechloracetivorans Bacteria; 
Desulfovibrionaceae; 
716736 Bacteria_16S 


Desulfovibrio. 
2395828 2395757 23 


strain IBS 325 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


716736 Bacteria_16S 
chloromethanicum 
chloromethanicum 
Hyphomicrobium. 

716736 Bacteria_16S 
strain ATCC 17747 
Firmicutes; Clostridia; 
716736 Bacteria_16S 2426551 2426480 23 
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irmicutes; 
16736 Bacteria_16S 


2400349 2400278 23 


2403390 2403319 23 
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16736 Bacteria_16S 
strain CCUG 43179 16S ribosomal RNA, 
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716736 Bacteria_16S 2492856 2492785 23 
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Firmicutes; 
2465775 2465704 23 


716736 Bacteria_16S 2494343 2494272 23 


australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; 
716736 Bacteria_16S 
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2524655 2524572 12 


strain LSv514 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
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s 
7 


93 


complete sequence 
Lactobacillaceae; Lactobac 
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Actinom 
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41 Xanthobacter 
ae; 


ref|NR_025172.1 


ref|NR_025162.1 


ref|NR_025157.1 
biaceae; 
ref|NR_025151.1 
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ref|NR_025121.1 


Bartonella. 
ref|NR_025120.1 


Bartonella. 
ref|NR_025118.1 


Bosea. 
NR_025117.1 


ae; 
ref 


ref 
RNA, 


NR_025100.1 


ref|NR_025093.1 
05 Paracoccus me 
aceae; 
ref|NR_025089.1 
21 Rhodobaca bog 
aceae; 
ref|NR_025078.1 


ref|NR_025051.1 
35 Bartonella bi 
Bartonella. 
ref |NR_025048.1 


hizobiales; 
ref |NR_025046.1 
la. 
ref|NR_025029.1 
98 Viridibacillu 
ref |NR_025026.1 


ococcaceae; 
ref|NR_024994.1 


illus. 
ref|NR_024976.1 
49 Tetrasphaera 
ref|NR_024975.1 


ycetales; 


gi| 219857361 


ref|NR_024949.1 


Xanthobacter. 


a birgiae Bacteria; 


partial sequence 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Rhodobaca. 


; Intrasporangiaceae; 


Xanthobacter viscosus 
viscosus Bacteria; 


Xanthobacter 


92 2223169 Xanthobacter aminoxidans 
obacteraceae; Xanthobacter. 


Tindallia 


2237029 2238483 Tindallia 
lostridiaceae; Tindallia. 


Rhizobium indigoferae 


78 2245989 Rhizobium indigoferae 
Rhizobium/Agrobacterium group; 


Sporanaerobacter 


47 2255269 Sporanaerobacter acetigenes 
Incertae Sedis; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Afipia birgiae strain 
Proteobacteria; 


Clostridium 


2325260 2326777 


Paracoccus methylutens 
thylutens Bacteria; 


Paracoccus. 


Rhodobaca bogoriensis 
oriensis Bacteria; 


Desulfovibrio 


2355381 2356917 Desulfovibrio 
Desulfovibrionales; 


Bartonella birtlesii 
rtlesii Bacteria; 


Hyphomicrobium 


2399427 2400873 Hyphomicrobium 
Hyphomicrobiaceae; 


Veillonella criceti 


23 2403914 Veillonella criceti Bacteria; 


Viridibacillus neidei 
s neidei Bacteria; 


Desulfotomaculum 


2428395 2429818 Desulfotomaculum 
Desulfotomaculum. 


Lactobacillus mucosae 


63 2466330 Lactobacillus mucosae 


Tetrasphaera japonica 
japonica Bacteria; 
Tetrasphaera. 
Tetrasphaera 


2493400 2494869 Tetrasphaera 
Micrococcineae; 


Desulfotalea arctica 


2523668 2525153 Desulfotalea arctica Bacteria; 


Desulfotalea. 


716736 Bacteria_16S 2549835 2549764 23 93 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

716736 Bacteria_16S 2565167 2565084 12 93 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

716736 Bacteria_16S 2566734 2566663 23 93 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

716736 Bacteria_16S 2568233 2568162 23 93 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

716736 Bacteria_16S 2599049 2598978 23 93 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 
strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

716736 Bacteria_16S 2623648 2623577 23 93 gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

716736 Bacteria_16S 2661676 2661605 23 93 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

716736 Bacteria_16S 2723142 2723071 23 93 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

716736 Bacteria_16S 2726234 2726163 23 93 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 2729321 2729250 23 93 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

716736 Bacteria_16S 2769487 2769416 23 93 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 2786187 2786116 23 93 gi|219857126|ref|NR_024754.1] Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

716736 Bacteria_16S 2787767 2787696 23 93 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

716736 Bacteria_16S 2795147 2795064 12 93 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

716736 Bacteria_16S 2814703 2814632 23 93 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
716736 Bacteria_16S 2874623 2874552 23 93 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

716736 Bacteria_16S 2918955 2918884 22 93 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

716736 Bacteria_16S 2926438 2926367 23 93 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

716736 Bacteria_16S 2936964 2936893 23 93 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

716736 Bacteria_16S 2976421 2976350 23 93 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 2984068 2983997 23 93 gi|219846934|ref|NR_026526.1| Bacillus vedderi 
strain JaH 16S ribosomal RNA, partial sequence 2983106 2984583 Bacillus vedderi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 2994630 2994559 23 93 gi| 219846927 |ref|NR_026519.1| Agrobacterium 
larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 2993732 2995168 Agrobacterium 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

716736 Bacteria_16S 3005429 3005358 23 93 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 


716736 Bacteria_16S 3026424 3026353 23 93 gi|219846906 
immobile strain E 16S ribosomal RNA, partial sequence 30255 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
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716736 Bacteria_16S 3585420 3585349 23 93 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

716736 Bacteria_16S 3603894 3603823 23 93 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 

716736 Bacteria_16S 3617531 3617457 20 93 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

716736 Bacteria_16S 3618942 3618872 23 93 gi|219846493|ref|NR_026085.1| Fusobacterium 
periodonticum strain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

716736 Bacteria_16S 3620323 3620253 23 93 gi|219846492|ref|NR_026084.1| Fusobacterium 
nucleatum subsp. animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 


Fusobacteriaceae; Fusobacterium. 

716736 Bacteria_16S 3623160 3623086 20 93 gi|219846490|ref|NR_026082.1 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 362222 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actino 

Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex ( 
716736 Bacteria_16S 3624661 3624587 20 93 gi|219846489|ref|NR_026081.1 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
716736 Bacteria_16S 3626206 3626132 20 93 gi|219846488|ref|NR_026080.1 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

716736 Bacteria_16S 3646144 3646073 23 93 gi|219846474|ref|NR_026066.1 
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aceae; Desulfovibrio. 
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ciceri Bacteria; 
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80 Chlamydia trachomatis Bacteria; 
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v 
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angustum Bacteria; 


lium. 
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24 Rhodovulum strictum Bacteria; 


m. 
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4 Sporolactobacillus 
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loti Bacteria; 

um. 
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halassium salexigens 

Rhodothalassium. 
Mycoplana bullata 

ana bullata Bacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Alicyclobacillus 
lobacillus vulcanalis 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 


Spiroplasma turonicum 


716736 Bacteria_16S 3939527 3939456 23 93 gi|219846266|ref|NR_025856.1 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 394003 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobac 
Methylobacterium. 

716736 Bacteria_16S 3940982 3940911 23 93 gi|219846265|ref|NR_025855.1 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 39414 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

716736 Bacteria_16S 3942429 3942358 23 93 gi|219846264|ref|NR_025854.1 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
716736 Bacteria_16S 3943890 3943819 23 93 gi| 219846263 |ref|NR_025853.1 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidip 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
716736 Bacteria_16S 3945349 3945278 23 93 gi|219846262|ref|NR_025852.1 
strain PW2 16S ribosomal RNA, partial sequence 3944448 39458 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
716736 Bacteria_16S 3946810 3946739 23 93 gi|219846261|ref|NR_025851.1 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
716736 Bacteria_16S 3948275 3948204 23 93 gi|219846260|ref|NR_025850.1 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
716736 Bacteria_16S 3949731 3949660 23 93 gi|219846259|ref|NR_025849.1 
strain 101 16S ribosomal RNA, partial sequence 3948831 39502 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
716736 Bacteria_16S 3954299 3954228 23 93 gi| 219846256 |ref|NR_025846.1 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodov 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
716736 Bacteria_16S 3955738 3955667 23 93 gi|219846255|ref|NR_025845.1 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 39562 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulu 
716736 Bacteria_16S 3958725 3958654 23 93 gi| 219846253 |ref|NR_025843.1 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 395924 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolacto 
716736 Bacteria_16S 3967759 3967688 23 93 gi| 219846247 |ref|NR_025837.1 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
716736 Bacteria_16S 3969262 3969191 23 93 gi| 219846246 |ref|NR_025836.1 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeos 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillacea 
716736 Bacteria_16S 3970712 3970641 23 93 gi| 219846245 |ref|NR_025835.1 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodot 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
716736 Bacteria_16S 3976508 3976437 23 93 gi|219846241|ref|NR_025831.1 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycopl 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

716736 Bacteria_16S 3980659 3980588 23 93 gi|219846238|ref|NR_025828.1 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
716736 Bacteria_16S 4048517 4048446 23 93 gi|219846188|ref|NR_025778.1 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

716736 Bacteria_16S 4071048 4070977 23 93 gi|219846172|ref|NR_025762.1 
strain PVl 16S ribosomal RNA, partial sequence 4070099 40715 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

716736 Bacteria_16S 4102754 4102683 23 93 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 4108754 4108683 23 93 gi|219846146|ref|NR_025736.1 
strain A828 16S ribosomal RNA, partial sequence 4107869 41092 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
716736 Bacteria_16S 4134619 4134548 23 93 gi|219846124|ref|NR_025714.1 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 413512 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 

716736 Bacteria_16S 4136138 4136067 23 93 gi|219846123|ref|NR_025713.1 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 
716736 Bacteria_16S 4137704 4137633 23 93 gi|219846122|ref|NR_025712.1 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
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gi|219846119|ref|NR_025709.1| Spiroplasma montanense 

4141437 4142950 Spiroplasma montanense Bacteria; 
Spiroplasma. 

gi|219846118|ref|NR_025708.1| Spiroplasma litorale 

4143001 4144516 Spiroplasma litorale Bacteria; 
Spiroplasma. 
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68 Spiroplasma helicoides Bacteria; 


icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4151784 4151713 23 93 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
ibosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4153212 4153141 23 93 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 

ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4154777 4154706 23 93 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4156343 4156272 23 93 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
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eae; Spiroplasma. 
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Spiroplasma 


rs 


160075 4161590 Spiroplasma 


716736 Bacteria_16S 4239920 4239849 23 93 gi| 219846042 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 42390 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
716736 Bacteria_16S 4241379 4241308 23 93 gi|219846041 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 42404 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
716736 Bacteria_16S 111462 111388 20 93 gi| 265678988 
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Spirochaetes; Spi 
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8 Sulfitobacter 


a; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
4168553 4168482 23 93 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
6S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 
4182437 4182366 23 93 gi|219846089|ref|NR_025679.1| Fusobacterium 
n RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
ria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
4183933 4183850 12 93 gi|219846088|ref|NR_025678.1| Tepidibacter 
n SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
ria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
4193091 4193020 23 93 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
4221862 4221791 23 93 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 


ria; Firmicutes; 


ref|NR_025646.1| Afipia massiliensis 
25 Afipia massiliensis Bacteria; 

ae; Afipia. 
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Methylobacterium. 
Methylobacterium 
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Methylobacterium. 
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2 Treponema maltophilum Bacteria; 
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115240 116730 Mycobacterium 


vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


716736 Bacteria_16S 


strain R-10 16S ribosomal RNA, 
Sphingobacteria; 


Bacteroidetes; 
716736 Bacteria_16S 


epidermidis strain P159 16S ribosomal RNA, partial sequence 16233 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brevibacterium. 
716736 Bacteria_16S 


novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; Mycobacterium. 

716736 Bacteria_16S 399061 398987 20 93 gi| 265678789 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial seque 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Acti 
Nocardiaceae; Nocardia. 

716736 Bacteria_16S 462333 462259 20 93 gi| 265678743 
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pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
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708153 708079 20 


93 


complete sequence 
Sphingobacteriales; Rhodothermace 


93 


82 


complete sequence 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


82 


93 


1 EL-17a 16S ribosomal RNA, partial sequence 70441 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
F 
7 


93 


strain 216 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


Luteococcus. 
716736 Bacteria_16S 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


716736 Bacteria_16S 
strain PSv29 16S 


716736 Bacteria_16S 
strain NCTC 13004 
Bacteria; 
716736 Bacteria_16S 
subsp. socranskii 
socranskii subsp. 
716736 Bacteria_16S 
strain 1480D 16S 
Firmicutes; 
716736 Bacteria_16S 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; 


Bacillales; 


855378 855304 20 


925791 925729 20 


972055 971981 20 


984179 984105 20 


1007325 1007255 23 


Bacillaceae; 
1031587 1031513 20 


Micromonosporaceae; Micromonospora. 


716736 Bacteria_16S 
strain LK2-10 16S 


Micromonospora. 
716736 Bacteria_16S 


strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 11259 
Flavobacteriales; 


Bacteroidetes; 


716736 Bacteria_16S 1148053 1147991 20 82 gi| 253680758 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 11471 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
716736 Bacteria_16S 1219064 1218990 20 93 gi| 219878368 
strain CCUG 33897 16S ribosomal RNA, partial sequence 12181 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Luteococcus. 

716736 Bacteria_16S 1235794 1235732 20 82 gi| 219878254 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial seq 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacteriaceae; Mycobacterium. 

716736 Bacteria_16S 1252251 1252177 20 93 gi|219857241 


subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 
socranskii subsp. paredis Bacteria; 


Flavobacteria; 


1048507 1048433 20 


1125462 1125388 20 


93 


82 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


93 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


93 


strain D56BRIII6 16S ribosomal RNA, partial seq 


socranskii Bacteria; Spirochaetes; 


93 


ribosomal RNA, partial sequence 
Bacillus. 


93 


93 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


93 


Spirochaetes; 


gi|265678974 
131953 13349 


gi| 265678954 
Micr 


gi| 265678900 


265678665 
sequence 
Actinomy 


gi 
gi| 265678579 
Prop 


gi|265678577 
707255 70861 


gi| 265678475 


Actin 
gi|265678428 
924822 92631 


Desulfoba 
265678396 
97110 


gi 


gi| 265678388 


Spirochaetal 
gi| 265678373 
1006359 10077 
gi| 265678357 


Actinomyc 


gi| 265678346 
1047573 10490 


gi|224581403 


Cryomorphaceae; C 


e; Actinomycetales; 


ref |NR_029282.1 
ae; Rhodothermus 
ref |NR_029262.1 
4 163815 Brevib 
ococcineae; 


ref|NR_029208.1 
242123 243639 
Coryne 


ref|NR_029094.1 
nce 398145 
nomycetales; Cor 
ref|NR_029048.1 
ineae; Nocardioi 
ref|NR_028970.1 

580337 581817 
cetales; Coryneb 


ref|NR_028884.1 


ionibacterineae; 


ref|NR_028882.1 


ineae; Propionib 


ref|NR_028778.1 

854408 855931 
omycetales; Prop 
ref |NR_028730.1 
cteraceae; Desul 
ref |NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref |NR_028690.1 
uence 983192 
es; Spirochaetac 
ref|NR_028675.1 


ref|NR_028659.1 

1030633 103211 
etales; Micromon 
ref |NR_028648.1 


neae; Micromonos 


ref|NR_027184.1 
ryomorpha. 

ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref |NR_025393.1 
uence 123486 
inomycetales; Co 


Spirochaetales; 


Rhodothermus marinus 


5 Rhodothermus marinus Bacteria; 


Brevibacterium 
acterium epidermidis 


Brevibacteriaceae; 


Mycobacterium 
Mycobacterium 
bacterineae; 


Nocardia 
399618 Nocardia 


ynebacterineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Mycobacterium 
Mycobacterium 

acterineae; 


Friedmanniella 


6 705838 Friedmanniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 
Propionibacterium 
Propionibacterium 


ionibacterineae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 
Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Micromonospora 
4 Micromonospora 
osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Nocardia ignorata 

ia ignorata Bacteria; 
e; Nocardia. 
Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


ref|NR_024869.1 
125128 


Spirochaetaceae 


Treponema socranskii 
9 1252767 Treponema 
; Treponema. 


716736 Bacteria_16S 1253778 1253704 20 93 gi|219857240|ref|NR_024868.1| Treponema socranskii 


subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
716736 Bacteria_16S 1300320 1300246 20 93 gi|219846779|ref|NR_026371.1| Kribbella koreensis 


strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
716736 Bacteria_16S 1364353 1364279 21 93 gi|228719063|ref|NR_027579.1| Ruminococcus lactaris 
strain ATCC 29176 16S ribosomal RNA, partial sequence 1363415 1364816 Ruminococcus lactaris ATCC 
29176 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

716736 Bacteria_16S 1452311 1452237 20 93 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
716736 Bacteria_16S 1494693 1494619 20 93 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
716736 Bacteria_16S 1523175 1523101 20 93 gi| 219857543 |ref|NR_025131.1| Treponema parvum 
strain OMZ833 16S ribosomal RNA, partial sequence 1522207 1523691 Treponema parvum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
716736 Bacteria_16S 1532313 1532239 20 93 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
716736 Bacteria_16S 1726930 1726868 20 82 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


716736 Bacteria_16S 1821186 1821116 23 93 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 

716736 Bacteria_16S 1866890 1866816 20 93 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
716736 Bacteria_16S 2041889 2041819 24 93 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

716736 Bacteria_16S 2077193 2077119 20 93 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

716736 Bacteria_16S 2078752 2078678 20 93 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

716736 Bacteria_16S 2080311 2080237 20 93 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

716736 Bacteria_16S 2081863 2081789 20 93 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
ropionibacterium. 


quiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 
716736 Bacteria_16S 2166724 2166650 20 93 gi|219857624|ref|NR_025213.1| Pseudonocardia 

chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 

chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 


B 
P 
716736 Bacteria_16S 2100085 2100011 20 93 gi|219878122|ref|NR_025261.1| Nocardioides 
a 
B 


716736 Bacteria_16S 2268705 2268643 20 82 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
strain Pl 16S ribosomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

716736 Bacteria_16S 2270234 2270160 20 93 gi|219857553|ref|NR_025141.1]| Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

716736 Bacteria_16S 2344219 2344145 20 93 gi|219857498|ref|NR_025086.1] Actinopolymorpha 


singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


australiense stra 
australiense Bact 
Propionibacteriac 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


bendigoensis stra 
bendigoensis Bact 


Propionibacteriac 


strain CIP 103464 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


2357903 2357829 20 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2359418 2359344 20 93 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 

2535260 2535186 20 93 gi 
Ben 108 16S ribosomal RNA, partial seq 


Friedmanniella. 
2588231 2588157 20 93 gi 
Ben 107 16S ribosomal RNA, partial seq 


Friedmanniella. 

2626753 2626679 20 93 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

2640452 2640390 20 82 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


strain SHK-1 16S 


Proteobacteria; D 


strain K97-0003 1 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


2657127 2657053 20 93 gi 

train NSP 41 16S ribosomal RNA, partia 

acteria; Actinobacteria; Actinobacteri 

Nocardioides. 

2660173 2660099 20 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


2714003 2713929 20 93 

ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhy 
2724692 2724618 20 93 gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


strain IFO 12513 


716736 Bacteria_16S 


716736 Bacteria_16S 


2796557 2796483 20 93 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2799600 2799526 20 


93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


716736 Bacteria_ 
strain IFO 13911 


6S 2801123 2801049 20 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


716736 Bacteria_ 
strain IFO 14915 


6S 2802644 2802570 20 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


716736 Bacteria_ 
strain IFO 12512 


6S 2804165 2804091 20 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


consettensis stra 
consettensis Bact 
Micromonosporacea 


ampanulatus stra 
ampanulatus Bact 
icromonosporacea 


NseBaan 


strain JCM 9312 1 
Actinobacteria; A 
Catenuloplanes. 
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716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


2805687 2805613 20 93 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2807209 2807135 20 93 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808731 2808657 20 93 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
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sequence 
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ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


ref |NR_024942.1 
2534307 253578 
ales; Propioniba 


’ 


ref |NR_024907.1 
2587275 258874 
ales; Propioniba 


, 


ref|NR_024877.1 
2625807 262727 
cetales; Propion 


ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024847.1 

2656189 265766 
omycetales; Prop 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae 


, 


ref |NR_024807.1 


ref|NR_024800.1 


neae; Micromonos 
ref |NR_024747.1 
e 2795622 279709 
ycetales; Microm 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 
2804752 280622 
cetales; Micromo 


ref |NR_024740.1 
2806275 280774 
cetales; Micromo 


ref|NR_024739.1 
2807796 280926 
cetales; Micromo 


ref|NR_024725.1 


neae; Micromono 


H s 


capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 

Nocardioides 
3 Nocardioides 
ionibacterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Actinoplanes 
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Actinoplanes lobatus 
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Actinoplanes humidus 
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5 Actinoplanes 
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Actinoplanes 
7 Actinoplanes 
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Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


ref|NR_024681.1 
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8 Actinoplanes 
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716736 Bacteria_16S 

k 

kamchatkensis Bacteria; 


16736 Bacteria_16S 
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train DSM 43039 
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16736 Bacteria_16S 
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2943029 2942955 20 
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3327719 3327645 20 
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3329238 3329164 20 


3330766 3330692 20 
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3333789 3333715 20 


3335283 3335209 20 


3336778 3336716 20 


3338287 3338225 20 
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93 


YU655-43 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
e; Virgisporangium. 


93 


in NM-1 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Microlunatus. 


93 


AA-1042 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


93 


n RH-8 16S ribosomal RNA, partial sequence 30784 


93 


U-8 16S ribosomal RNA, partial sequence 


93 


amchatkensis strain K-119 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


93 


in HR1-2 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Verrucosispora. 


93 


ibosomal RNA, partial sequence 


Spirochaetales; Spirochaetaceae; Treponema. 


93 


vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 
Vv Actinobacteria; Actinobacteridae; Actinomyceta 
Micromonosporaceae; Dactylosporangium. 
7 


93 


43916 16S ribosomal RNA, partial sequence 33252 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


93 


atsuzakiense strain DSM 43810 16S ribosomal RNA, partial 
atsuzakiense Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporacea 


93 


43917 16S ribosomal RNA, partial sequence 33282 
acteria; Actinobacteridae; Actinomycetales; 


93 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


93 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


93 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


93 


in DSM 43805 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


82 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


82 


arafortuitum strain DSM 43528 16S ribosomal RNA, partial 
arafortuitum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


82 


train ATCC 33464 16S ribosomal RNA, partial sequ 
acteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


93 


gi| 219856828 


gi|219846945 


gi|219846944 


gi|219846869 


219846868 
30800 


gi 


gi|219846867 


gi|219846853 


gi|219846785 
3204032 32054 


gi|219846702 
gi|]219846701 
Micr 


219846700 
sequenc 


gi 
gi| 219846699 
Micr 


gi| 219846698 


gi|219846697 


gi| 219846696 


gi|219846695 
Actinomy 


gi|219846694 


219846693 
sequenc 
Actinom 


gi 


gi|219846692 


Actin 


Actinomyceta 


Actinomycet 


ref 


inomycetales; 


ref 


ref 


ref 


ref 


ref 


w 


ref 


ref 
les; 
ref 
omon 


ref 


ref 
omon 
ref 


neae 
ref 


neae 
ref 


neae 
ref 


ceta 
ref 


eae; 
ref 


ycet 
ref 


ence 
omyc 


gi|219846690 


2942098 29435 


2967820 29692 


2969338 29708 
Actinomycetales; Propionibacterineae; 


57 3079982 Desul 
Proteobacteria; Deltaproteobacteria; Desulfurellales; Desul 


33 3081558 Desul 
Proteobacteria; Deltaproteobacteria; Desulfurellales; Desul 


3081609 30831 
Desulfurellales; 


49 3326720 Dacty 


00 Actinoplanes 


3334351 333579 
Micromonosporineae; 


03 Mycobacterium 
Mycobacteriaceae; Mycobacterium. 


e 3337354 333881 
Corynebacterineae; 


NR_024647.1 


NR_026537.1 


NR_026536.1 


NR_026461.1 


furellaceae; 
NR_026460.1 


furellaceae; 
NR_026459.1 


NR_026445.1 
les; 


NR_026377.1 


NR_026294.1 


NR_026293.1 
osporineae; 
NR_026292.1 
ales; 
NR_026291.1 
osporineae; 


NR_026290.1 


NR_026289.1 


NR_026288.1 


NR_026287.1 
les; 


NR_026286.1 


NR_026285.1 
ales; 
NR_026284.1 


333886 
etales; 


ref 


NR_026282.1 


Virgisporangium 


63 Virgisporangium 
Micromonosporineae; 


Microlunatus 


87 Microlunatus 
Actinomycetales; Propionibacterineae; 


Friedmanniella 


10 Friedmanniella 


Desulfurella 


furella multipotens 


Desulfurella. 
Desulfurella 


furella propionica 


Desulfurella. 
Desulfurella 


34 Desulfurella 
Desulfurellaceae; 


Verrucosispora 


102586 3104047 Verrucosispora 
Micromonosporineae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Dactylosporangium 


3323723 3325198 Dactylosporangium 
Micromonosporineae; 


Dactylosporangium 


losporangium roseum 


Micromonosporaceae; 


Dactylosporangium 


e 3326771 3328239 Dactylosporangium 
Micromonosporineae; 


Dactylosporangium 


90 3329764 Dactylosporangium fulvum 


Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 
; Micromonosporaceae; 


Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 
; Micromonosporaceae; 


Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 
; Micromonosporaceae; Actinoplanes. 


Actinoplanes 
4 Actinoplanes 


Mycobacterium hodleri 
hodleri Bacteria; 
Mycobacterium 


3 Mycobacterium 


Mycobacterium 
4 3340325 Mycobacterium 


Corynebacterineae; 


Micromonospora rosaria 


3340376 3341852 Micromonospora rosaria Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 


7 
thailandense DSM 


Bacteria; Actinob 
Dactylosporangium. 
716736 Bacteria_1 


inositola DSM 438 


Bacteria; Actinob 


Micromonospora. 
7 
aurantiaca DSM 43 
B 
Micromonospora. 

7 

halophytica DSM 4 
B 
Micromonospora. 


coerulea DSM 4314 


Bacteria; Actinob 


Micromonospora. 


strain NCTC 83785 
Bacteria; 


brockii subsp. 


Thermoanaerobacte 


716736 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


strain JC2056 16S 
ganghwensis strai 


ganghwensis Bacte 
Nocardioidaceae; 


716736 Bacteria_16S 


nebraskense strai 
nebraskense Bacte 
Mycobacteriaceae; 
7 
strain HD9 16S ri 


Actinobacteria; Actinoba 
716736 Bacteria_16S 


strain DSA1 16S r 


Actinobacteria; Actinoba 
716736 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
16736 Bacteria_16S 


7 
cellulans strain 
cellulans Bacteri 
Promicromonospora 


716736 Bacteria_16S 


strain Prevot 247 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
716736 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 


716736 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


16736 Bacteria_1 


16736 Bacteria_1 
acteria; Actinob 
16736 Bacteria_16S 
acteria; Actinob 


716736 Bacteria_16S 


716736 Bacteria_16S 


Proteob 
716736 Bacteria_16S 
debontii strain FC3 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
716736 Bacteria_16S 
strain 62 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
716736 Bacteria_16S 
£i 


16736 Bacteria_16S 


6S 3342851 3342777 20 93 gi 


6S 3344370 3344296 20 93 gi 


6S 3345898 3345824 20 93 gi 


3347424 3347350 20 93 gi 


3348950 3348876 20 93 gi 
3 16S ribosomal RNA, partial sequence 


3627769 3627695 20 
16S ribosomal RNA, 


93 gi 
complete sequence 


3706832 3706762 20 89 gi 


3837531 3837462 22 90 gi 


3883320 3883226 1 93 gi 


rales; Thermoanaerobacteraceae; 


4033362 4033288 20 93 gi 


4050006 4049932 20 93 
ribosomal RNA, partial sequence 


gi 


4051438 4051364 20 93 gi 


Nocardioides. 
4063436 4063374 20 82 
n UNMC-MY1349 16S ribosomal RNA, 


gi 


Mycobacterium. 
4110251 4110177 20 
bosomal 


93 
RNA, partial sequence 
cteridae; Actinomycetales; 
4111817 4111743 20 93 
ibosomal RNA, partial sequence 
cteridae; Actinomycetales; 
4165630 4165556 20 93 


gi 


gi 


gi 
strain 


Bacteria; Proteobacteria; Deltaproteob 


119257 119172 10 93 gi 
DSM 43879 16S ribosomal RNA, partial s 


Cellulosimicrobium. 
126897 126812 10 93 gi 
7B 16S ribosomal RNA, partial sequence 


ceae; 


147977 147892 10 93 gi 
n Ra 333 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 

303501 303417 11 93 


43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


acteria; Betaproteobacteria; Neisseria 


3836584 38380 


nnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. finnii Bacteria; 


Thermo 


53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
716736 Bacteria_16S 
4049074 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
716736 Bacteria_16S 
n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


compl 
ria; Actinobacteria; Actinobacteridae; 


4109294 41 
Prop 


4110861 41 
Prop 


CV2803 16S ribosomal RNA, parti 


acteria; 
265678983 
equence 

a; Actinobacteria; Actinobacteridae; Actinomycet 
265678978 
nomycineae 


265678964 
quence 


265678858 


gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; 


219846689 
nce 33419 
ales; Micr 


219846688 
33434 
ales; Micr 
219846687 
e 33449 
ales; Micr 
219846686 
ce 33464 
ales; Micr 
219846685 
33480 
Micr 


ales; 


219846487 
36267 
les; Neiss 
219846432 
37058 
robiales; 
219846337 


Halomonad 
219846307 
artial seq 


anaerobact 
219846201 
40324 
ales; Glyc 
219846187 
504 
ionibacter 
219846186 
quence 
Actinomyc 
219846177 
ete sequen 
Actinomyc 


219846145 
108 
ionibacter 
219846144 
123 
ionibacter 
219846104 
al sequenc 
D 


12591 


Actinomyc 


Firmicutes; 


ref |NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


ref|NR_026280.1 
22 3344899 Micro 
omonosporineae; 


ref |NR_026279.1 
50 3346425 Micro: 
omonosporineae; 


ref |NR_026278.1 
76 3347951 Micro: 
omonosporineae; 


ref|NR_026277.1 


omonosporineae; 
ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref |NR_025927.1 


acea 
ref 
uenc 


e; Halomonas 
NR_025897.1 
e 388233 


er. 
ref|NR_025791.1 
01 4033899 Glycom 
omycineae; Glyco 
ref|NR_025777.1 
53 Nocardioides 
ineae; Nocardioi 
ref|NR_025776.1 

4050504 405187 
etales; Propioni 


ref|NR_025767.1 
ce 4062487 406399 
etales; Coryneba 
ref|NR_025735.1 


inea 
ref 


e; Nocardioi 
NR_025734.1 


ineae; Nocardioi 
ref |NR_025694.1 
e 4164674 416611 
esulfobacterales 


ref|NR_029291.1 
118321 119772 
ales; Micrococci 


, 


ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref|NR_029272.1 

147044 148460 
etales; Kineospo 


ref 


Clostridia; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Micromonospora 


monospora inositola 


Micromonosporaceae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 


Micromonosporaceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 

Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Thermoanaerobacter 
8 3883860 


Glycomyces arizonensis 
yces arizonensis 

mycetaceae; Glycomyces. 
Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Mycobacterium 
2 Mycobacterium 


cterineae; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


, 


Cellulosimicrobium 
Cellulosimicrobium 
neae; 


Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Kineococcus 
Kineococcus 

riineae; 


Clostridium innocuum 


NR_029164.1 


302503 303977 Clostridium innocuum Bacteria; 
Erysipelotrichaceae. 


T 


Ee) 


7 
7 
r 
x 
K 
7 


N 
T 


7 
Vv 
B 
a8 
7 
7 


R 


7 
Pp 
Pp 
B 
7 


716736 Bacteria_16S 
strain MSB-8 16S 
Thermotogales; 
716736 Bacteria_16S 
strain XILO8 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Xylanibacterium. 
716736 Bacteria_16S 
strain YIM 70085 


hermotogae; 


akamurella. 


716736 Bacteria_16S 
DSM 4359 16S ribo 


hermotogae; 


soptericola. 


oseisalinus. 


716736 Bacteria_16S 
strain CM243 16S 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
716736 Bacteria_16S 
cardiffensis strain CCUG 44997 16S ribosomal RNA, parti 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae 
Actinomycetaceae; 
716736 Bacteria_16S 
suimastitidis strain CCUG 39276 16S ribosomal RNA, part 
suimastitidis Bac 
Actinomycetaceae; 
716736 Bacteria_16S 
marimammalium strain CCUG 41710 16S ribosomal RNA, part 
marimammalium Bac 
Actinomycetaceae; 
16736 Bacteria_16S 
aucivorans strai 
aucivorans Bacte 
revibacteriaceae 
16736 Bacteria_16S 


16736 Bacteria_16S 
mcbrellneri ATCC 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacteriaceae; 
16736 Bacteria_16S 
obscurus DSM 4316 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 
Geodermatophilus. 
716736 Bacteria_16S 
antarcticus strain EL-88 16S ribosomal RNA, partial seq 
antarcticus Bacteria; Proteobacteria; Alphaproteobacter 


305029 304944 10 93 

ribosomal RNA, complete sequence 
Thermotogaceae; Thermotoga. 
406847 406762 10 93 gi 
ribosomal RNA, complete sequence 


gi 


422303 422218 10 93 gi 


596395 596310 10 93 gi 
16S ribosomal RNA, partial sequence 


603923 603850 10 82 gi 

16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; Thermovi 

669183 669098 10 93 gi 


Arcanobacterium. 


673810 673725 10 93 gi 


852375 852290 10 93 gi 


Kineococcus. 
1161682 1161597 10 93 
44233 16S ribosomal RNA, partial 


gi 
seque 


1202604 1202519 10 93 gi 
Thermotogaceae; Thermotoga. 
1226662 1226577 10 93 gi 


MX5 16S ribosomal RNA, partial sequen 


1261351 1261266 10 93 gi 
49030 16S ribosomal RNA, partial seque 


Brevibacterium. 
1344816 1344731 10 93 gi 
0 16S ribosomal RNA, partial sequence 


1611215 1611143 23 93 gi 


1615721 1615660 21 82 
ribosomal RNA, partial sequence 


gi 


1739140 1739055 10 93 gi 


Actinomyces. 


1902130 1902045 10 93 gi 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1910829 1910744 10 93 gi 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1938309 1938224 10 93 gi 
n CF 62 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
; Brevibacterium. 


265678857 


304028 30558 


265678784 


405881 40739 
ococcineae; 


265678773 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
16736 Bacteria_16S 
strain CCUG 42773 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
716736 Bacteria_16S 
strain ED 11/3LLK 
Aquificae; Aquificales; 
716736 Bacteria_16S 

pluranimalium strain M430/94/2 16S ribosomal RNA, parti 
pluranimalium Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; 
16736 Bacteria_16S 
strain M343/98/2 


265678655 
59545 


265678649 
60290 
brio. 
265678603 
al sequenc 


265678600 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
16736 Bacteria_16S 
adiotolerans strain SRS30216 16S ribosomal RNA, partia 
adiotolerans Bacteria; Actinobacteria; Actinobacterida 
ineosporiaceae; 
16736 Bacteria_16S 
multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


265678478 
1 sequence 


228721225 
nce 11607 
omycetales 


228715358 


219878300 
ce 12257 
ales; Micr 


219846707 
nce 12603 
Actinomyce 


228721038 
13438 
omycetales 


219878469 
uence 


ia; Rhodob 


219878466 


1614821 16162 


aulobacter 
219878382 
al sequenc 
; Actinomy 


219878262 
ial sequen 
e; 


219878256 
ial sequen 
e; 


219878236 
uence 
Actinomyc 


1952137 1952052 10 93 gi 


strain CCUG 41706 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


219878227 
19511 


ococcineae; 


nomycineae; 


e; Actinomycetales; 


nomycineae; 


e; Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_029089.1| Xylanibacterium ulmi 
3 Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


ref|NR_029078.1| Yaniella halotolerans 
0 Yaniella halotolerans Bacteria; 
Yaniellaceae; Yaniella. 
ref|NR_028960.1| Actinomyces funkei 

5 596820 Actinomyces funkei Bacteria; 
Actinomycetaceae; Actinomyces. 
ref|NR_028954.1| Thermovibrio ruber 

5 604369 Thermovibrio ruber Bacteria; 


ref|NR_028908.1| Arcanobacterium 
e 668320 669706 Arcanobacterium 
Actinomycineae; 


ref|NR_028905.1| Actinomyces coleocanis 
5 Actinomyces coleocanis Bacteria; 
Actinomycetaceae; Actinomyces. 
ref|NR_028781.1| Kineococcus 

851409 852783 Kineococcus 
Kineosporiineae; 


ref|NR_027604.1| Nakamurella 

39 1162206 Nakamurella multipartita DSM 
; Frankineae; Nakamurellaceae; 

ref 


NR_027530.1| Thermotoga neapolitana 


somal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
Thermotogales; 
16736 Bacteria_16S 
ariabilis strain 
acteria; Actinobacteria; Actinobacteridae; Actinomycet 


ref|NR_025439.1| Isoptericola 
22 1227193 Isoptericola variabilis 
ococcineae; Promicromonosporaceae; 


ref|NR_026299.1| Brevibacterium 
97 1261800 Brevibacterium mcbrellneri 
tales; Micrococcineae; 


ref|NR_027601.1| Geodermatophilus 
50 1345331 Geodermatophilus obscurus DSM 
; Frankineae; Geodermatophilaceae; 


ref|NR_025608.1| Roseisalinus 
1610323 1611743 Roseisalinus 
acterales; Rhodobacteraceae; 


ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
aceae; Woodsholea. 

ref|NR_025521.1| Actinomyces 

e 1738160 1739681 Actinomyces 
cetales; Actinomycineae; 


ref|NR_025401.1| Actinomyces 
ce 1901160 1902575 Actinomyces 
Actinomycineae; 


ref |NR_025395.1| Actinomyces 
ce 1909867 1911282 Actinomyces 
Actinomycineae; 


ref|NR_025375.1| Brevibacterium 
1937348 1938759 Brevibacterium 
etales; Micrococcineae; 


ref|NR_025366.1| Actinomyces canis 
63 1952590 Actinomyces canis Bacteria; 


716736 Bacteria_16S 2088018 2087945 10 82 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 

716736 Bacteria_16S 2345780 2345695 10 93 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 2745689 2745604 10 93 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

716736 Bacteria_16S 2930958 2930889 22 90 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

716736 Bacteria_16S 3133533 3133448 10 93 gi|219846833|ref|NR_026425.1| Demetria terragena 


strain HK1 0089 1 


716736 Bacteria_ 


strain CCUG 32789 
Bacteria; Actinob 


Actinomyces. 


strain DSM 7083 1 


Dermabacteraceae; 


strain 6843 DSM 1 


strain ATCC 51856 


Actinomycetaceae; 


716736 Bacteria_16S 


hydrogenophilus s 


hydrogenophilus B 


Geobacter. 


716736 Bacteria_16S 


strain N 155 16S 
Proteobacteria; 


s 
s 
Soehngenia. 


716736 Bacteria_16S 


pratensis strain 
Bacteria; 


strain C3H-21 16S 


strain 653 16S ri 
Firmicutes; Clost 
7 
strain 1502-91 16 
Bacteroidetes; Fl 


aemolytica strai 
aemolytica Bacte 


reafaciens strai 
acteria; Actinob 
rthrobacter. 


716736 Bacteria_16S 
in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


B 


Proteob 
716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16S 3224666 3224581 10 


3356665 3356580 10 


3358228 3358143 10 


Brachybacterium. 
3479004 3478919 10 


3498660 3498575 10 
3602420 3602335 10 
Actinomyces. 

3772445 3772362 12 
acteria; Proteobacteria; 


3889559 3889475 11 


4072514 4072429 10 
Firmicutes; 


4084819 4084734 10 


4244426 4244341 10 


26701 26629 22 
ridia; Clostridiales; 


28144 28092 42 


avobacteria; 


88468 88416 42 
Bacteroidetes; 


134516 134432 11 


ria; 


135997 135913 11 


Actinomyces. 
161807 161735 22 


93 


93 


93 


93 


93 


93 


93 


93 


ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
716736 Bacteria_16S 
accharolytica st 
accharolytica Bacteria; 


93 
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idetes; Flavobacteria; Flavobacteriale 


s; Flavoba 


cteriaceae; Flav 


obacterium. 


Clostridium tetani 
5 Clostridium tetani Bacteria; 


Psychroserpens. 


Pediococcus parvulus 
5 Pediococcus parvulus Bacteria; 


Nesterenkonia lutea 


cineae; Micrococcaceae; 


Agromyces ulmi strain 


Formosa algae strain 


ccineae; Micrococcaceae; 


Croceibacter. 


ccineae; Micrococcaceae; 


716736 Bacteria_16S 521999 521947 42 93 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
716736 Bacteria_16S 602291 602239 42 93 gi|265678651|ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

716736 Bacteria_16S 646750 646666 11 93 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

716736 Bacteria_16S 652623 652551 22 93 gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 670698 670614 11 93 gi|265678602|ref|NR_028907.1| Marinitoga camini 
strain MV1075 16S ribosomal RNA, partial sequence 669757 671225 Marinitoga camini Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 

716736 Bacteria_16S 684231 684159 22 93 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 782329 782245 11 93 gi|265678524|ref|NR_028828.1] Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

716736 Bacteria_16S 793031 792979 42 93 gi|265678517|ref|NR_028820.1| Spirochaeta americana 


strain ASpGl1 16S 
Spirochaetes; Spi 


haemoperoxidus st 
haemoperoxidus Ba 


ruestringensis st 
ruestringensis Ba 


716736 Bacteria_16S 


strain IC166 16S 
Bacteroidetes; Fl 


716736 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


716736 Bacteria_16S 
strain KMM 3516 16S ribosomal RNA, par 
Flavobacteria 


vladivostokensis 
vladivostokensis 
Vitellibacter. 


716736 Bacteria_16S 


strain I-132 16S 
Actinobacteria; A 


716736 Bacteria_16S 


strain I-273 16S 
Actinobacteria; A 


716736 Bacteria_16S 


ATCC 700755 16S r 
acteria; Bactero 


B 
Lb 
smaragdinae DSM 1 
11293 Bacteria; S 
7 
ochracea DSM 7271 
7271 Bacteria; Ba 


716736 Bacteria_16S 


strain Cal06 16S 
Actinobacteria; A 
7 
16S ribosomal RNA 
Clostridia; Clost 
7 
thermacidophilum 


Bifidobacteriales 


716736 Bacteria_16S 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

831325 831253 23 93 gi 
cteria; Firmicutes; Lactobacillales; 
864648 864596 42 93 gi 


cteria; Bacteroidetes; Flavobacteria; 
1028564 1028512 42 93 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 

1047023 1046955 23 90 gi 
teria; Firmicutes; Bacillales; 
1072597 1072545 42 93 gi 


Bacteria; Bacteroidetes; 
1114801 1114717 11 93 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1116327 1116243 11 93 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1167663 1167611 42 93 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; 
1169202 1169150 42 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1173843 1173791 42 93 gi 
16S ribosomal RNA, partial sequence 
cteroidetes; Flavobacteria; Flavobacte 
1217639 1217555 11 93 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1265830 1265758 22 93 gi 


gi 


gi 


gi 


93 gi 


, partial sequence 
ridiales; Clostridiaceae; Clostridium. 
1330987 1330915 11 82 gi 
subsp. porcinum strain P3-14 16S ribos 


; Bifidobacteriaceae; Bifidobacterium. 


1334113 1334029 11 93 gi 


acteria; Actinobacteridae; Actinomycet 


716736 Bacteria_16S 


1356929 1356857 22 93 gi 


rain 440 16S ribosomal RNA, partial se 
E 


rain Bl 16S ribosomal RNA, partial seq 


Flavoba 


ain BLx 16S ribosomal RNA, partial seq 
Bacilla 


Kine 


Kine 


Flavobacteriale 


792094 79356 
Spirocha 


eta. 
265678492 
quence 


265678469 
uence 


265678359 


1027642 10290 
cteriaceae 


265678347 
uence 
ceae; 
265678329 


’ 


265678299 


1113840 11153 
osporiinea 


265678298 


1115364 11168 
osporiinea 


228719858 


1166738 11681 
Flavoba 


Ss; 

228719 
ce 
taceae; 
228719222 


827 


riales; 
219878473 


1216681 12181 
ococcineae 


219846539 


219846082 
omal RNA, 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria 


228721490 


6S ribosomal RNA, partial sequence 1333148 13346 
Micr 


ales; 


228720131 


cellulovorans strain 743B 16S ribosomal RNA, partial sequence 


cellulovorans 743 


B Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


nterococca 


Flavobacte 


Cera 


tial seque 
Flavobac 


11682 
Sp 


11729 
Fl 


ref |NR_028795.1 

830324 831835 
ceae; Enterococc 
ref|NR_028772.1 
863710 865135 
riales; Flavobac 
ref|NR_028661.1 
54 Cellulophaga 
; Cellulophaga. 
ref |NR_028649.1 
1046039 104752 
sibacillus. 
ref |NR_028631.1 
nce 107168 
teriales; Flavob 


ref|NR_028600.1 


e; K 
ref 


ineosporiace 
NR_028599.1 


e; Kineosporiace 
ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; Psyc 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref|NR_025612.1 
48 Arthrobacter 
; Micrococcacea 
ref|NR_026131.1 


ref 
comp 


NR_025672.1 
lete sequenc 


v 


ref|NR_027613.1 
32 Beutenbergia 


ococcineae; Beut 


0 Spirochaeta americana Bacteria; 


Enterococcus 
Enterococcus 

us. 

Muricauda 

Muricauda 

teriaceae; Muricauda. 
Cellulophaga algicola 


algicola Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Vitellibacter 
71073086 Vitellibacter 


acteriaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 

Spirochaeta 

haeta smaragdinae DSM 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Arthrobacter bergerei 


bergerei Bacteria; 
e: 


Arthrobacter. 
Clostridium grantii Al 


v 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


Bifidobacterium 
e 1330013 1331535 


Actinobacteria; Actinobacteridae; 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


ref|NR_027589.1 
1356004 135748 
Clostridiacea 


Clostridium 
9 Clostridium 
e; Clostridium. 


aerolata strain V 
acteria; Actinob 
romicromonospora. 
16736 Bacteria_ 
itroguajacolicus 
itroguajacolicus 
Micrococcaceae; Arthrobacter. 
16736 Bacteria_ 


B 
P 
7 
n 
n 


7 
strain DSM 20127 


Bacteroidetes; 


Proteobacteria; 
7 


16S 1502125 1502041 11 93 gi| 219846604 
16S ribosomal RNA, complete sequence 15011 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
16S 1544587 1544535 42 93 gi| 219857262 
S ribosomal RNA, partial sequence 1543657 15451 
avobacteria; Flavobacteriales; Flavobacteriaceae 
16S 1549128 1549056 22 93 gi| 219857245 
osomal RNA, partial sequence 1548180 15495 
etaproteobacteria; Burkholderiales; Aquabacteriu 
16S 1550594 1550522 22 93 gi| 219857244 


Proteobacteria; 
7 

c 
Bacteria; 
7 


strain DSM 12798 


rthrobacter. 


acteria; 


Nomrupoeags~v 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


716736 Bacteria_16S 1684229 1684157 22 93 gi| 219878419 
lacusfryxellense strain C/C-an/B1 16S ribosomal RNA, partial sequ 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; 
716736 Bacteria_16S 1687159 1687087 22 93 gi|219878417 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrog 
Tepidiphilus. 

716736 Bacteria_16S 1707189 1707117 22 93 gi| 219878403 


strain SH1 16S ri 
Clost 
716736 Bacteria_16S 
gelidilacus strai 
gelidilacus Bacte 
716736 Bacteria_16S 


Firmicutes; 


entericus strain 


entericus Bacteri 
716736 Bacteria_16S 
gandavensis strai 
gandavensis Bacte 
A 
7 


rthrobacter. 


scardovii strain 


scardovii Bacteri 


Bifidobacterium. 


716736 Bacteria_16S 
strain VC 5 16S ribosomal RNA, partial sequence 


716736 Bacteria_ 
OT-1 16S ribosoma 


Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kor 
716736 Bacteria_16S 1376610 1376538 22 93 gi 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequen 
CdJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
716736 Bacteria_16S 1421619 1421535 11 93 gi 
psychrophenolicus strain AG31 16S ribosomal RNA, partia 
psychrophenolicus Bacteria; Actinobacteria; Actinobacte 
Micrococcaceae; Arthrobacter. 

716736 Bacteria_16S 1449407 1449323 11 93 gi 


716736 Bacteria_ 
strain KMM 426 16 
Fl 
716736 Bacteria_ 
strain B8 16S rib 
B 
16736 Bacteria_ 
strain B6 16S rib 
B 
16736 Bacteria_ 
itratiphilum str 
Proteob 
16736 Bacteria_ 


16736 Bacteria_ 
rigoris strain R 
Bactero 
16736 Bacteria_ 


16736 Bacteria_16S 


16S 1375051 1374999 42 


1 RNA, partial sequence 


93 gi 


-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


16S 1453852 1453768 11 
strain G2-1 16S ribos 
Bacteria; Actinobacte 


93 gi 
omal RNA, partia 
ria; Actinobacte 


osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
16S 1552062 1551990 22 93 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
16S 1605273 1605189 11 93 gi 


16S 1606814 1606730 11 93 


gi 
eria; Actinobacteria; Actinobacteridae 


16S 1627825 1627773 42 93 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
16S 1682714 1682630 11 93 gi 


ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 


1374101 1375614 Kordi 


1549646 15510 
ua 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
16736 Bacteria_ 
rilaitensis stra 
rilaitensis Bact 


oc 


in Rell7 16S ribosomal RNA, partial sequence 


ne 


1681727 16832 
nomycineae 


1706248 17077 


228717906 


dia. 

228717818 
ce 13756 
olderiales 
224581444 
1 sequence 
ridae; Act 


224581421 
ce 14484 
ales; Micr 


224581418 
1 sequence 
ridae; Act 


bacteriu 
219857243 
ence 15511 
riales; Aq 
219878474 


occineae 
219878472 


; Actinomy 


219878458 
e 16269 
s; Flavoba 
219878420 


ref 
aal 


NR_027568.1 
gicida OT-1 


ref|NR_027567.1 
65 1377116 Polar 
; Comamonadacea 
ref|NR_027226.1 

1420664 142216 
inomycetales; M 


ref|NR_027202.1 
60 1449852 Promi 
ococcineae; 


ref |NR_027199.1 
1452894 145438 


ref|NR_026196.1 


7 Mi 
ref 


crococcacea 
NR_024893.1 


AC 
ref 
ence 


tinomycetace 
NR_025558.1 

168328 
stridiaceae; 
NR_025556.1 
1686206 168766 
enophilales; Hyd 


ref|NR_025542.1 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
1713233 1713181 42 93 gi| 219878399 |ref|NR_025538.1 
n R-8899 16S ribosomal RNA, partial sequence 1712309 171377 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
1765057 1764986 23 93 gi|219878361|ref|NR_025500.1 
CECT 5353 16S ribosomal RNA, partial sequence 1764167 176550 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1799679 1799595 11 93 gi|219878336|ref|NR_025475.1 
n R 5812 16S ribosomal RNA, partial sequence 1798724 180016 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
1833407 1833335 11 82 gi| 219878313 |ref|NR_025452.1 
CCUG 13008 16S ribosomal RNA, partial sequence 1832458 183383 
a; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidoba 
1845647 1845587 22 82 gi| 219878305 |ref|NR_025444.1 


i 


Cc 
Promicromonosporaceae 7 


inomycetales; Mi 


62 1502633 Sinomo 
e 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Polaromonas 


omonas naphthalenivorans 
e 


; Polaromonas. 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Promicromonospora 
romonospora aerolata 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 

Arenibacter latericius 


v 


00 Arenibacter latericius Bacteria; 


; Arenibacter. 
ref|NR_024875.1| Aquabacterium commune 
95 Aquabacterium commune Bacteria; 
m. 
ref|NR_024874.1| Aquabacterium parvum 
61 Aquabacterium parvum Bacteria; 
m. 
ref|NR_024871.1| Aquabacterium 
12 1552529 Aquabacterium citratiphilum 
uabacterium. 
ref|NR_025613.1] Arthrobacter mysorens 
05 Arthrobacter mysorens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_025611.1] Arthrobacter 

1605856 1607314 Arthrobacter 
cetales; Micrococcineae; Micrococcaceae; 
ref|NR_025597.1| Flavobacterium 
01 1628368 Flavobacterium frigoris 
cteriaceae; Flavobacterium. 
ref|NR_025559.1| Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Clostridium 

5 1684702 Clostridium 
Clostridium. 
Tepidiphilus 

1 Tepidiphilus 
rogenophilaceae; 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Flavobacterium 

7 Flavobacterium 
iaceae; Flavobacterium. 
Streptococcus 

1 Streptococcus 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Maricaulis virginensis 


1844748 1846167 Maricaulis virginensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 


7 
nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 
7 


strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
16736 Bacteria_16S 


7 
strain DSM 20285 
Firmicutes; Lacto 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


urogenitalis stra 
urogenitalis Bact 


Actinomycetaceae; 


strain CF-25 16S 


Actinobacteria; Actinobacteridae; Actin 
716736 Bacteria_16S 


strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
16736 Bacteria_16S 


7 
strain CK58 16S r 
irmicutes; Clost 


annaschiana stra 
annaschiana Bact 


F 
7 
J 
j 
7 
strain DSM 2665 1 


strain MCS 25 16S 


strain NNO15860 1 
Bacteroidetes; Fl 


716736 Bacteria_16S 


strain NNO15840 1 
Bacteroidetes; Fl 


716736 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 
7 
KMM 3909 16S ribo 
lavobacteria; Fl 


longatus strain 
longatus Bacteri 
icrobulbifer. 


kagerrakense str 
kagerrakense Bac 


aiwanensis strai 
aiwanensis Bacte 
Rubrobacteraceae; 
7 
strain NCIMB 8634 
roteobacteria; G 


trexnnNnunxnsoone 


mnivorum strain 
mnivorum Bacteri 


injiangense stra 
injiangense Bact 


16736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


1874500 1874416 11 93 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


s 
Ac 


1907838 1907754 11 93 gi 
16S ribosomal RNA, partial sequence 
1918489 1918421 23 90 gi 
bacillales; Lactobacillaceae; Pediococ 
1932337 1932253 11 93 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 
1955072 1954988 11 
in CCUG 38702 16S ribo 
eria; Actinobacteria; 
Actinomyces. 

1958030 1957946 11 
ribosomal RNA, partial 


al 


’ 


93 gi 
somal RNA, partial 
Actinobacteridae; 
93 
sequence 
omycetales; 
1959586 1959502 11 93 
ribosomal RNA, partial sequence 


gi 


Micr 
gi 


oc 


Micr 
gi 


oc 
1973043 1972971 22 93 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2013346 2013286 22 82 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2014806 2014746 22 82 gi 


cl 


al 
ri 


YP 
2017766 2017706 22 82 


ribosomal RNA, partial sequence 


gi 


YP 


2063391 2063339 42 93 gi 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
2064914 2064862 42 93 
avobacteria; Flavobacteriales; Flavobact 
2066464 2066380 11 93 gi 
n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
2097079 2097027 42 93 gi 


ce 
al 


avobacteriales; Flavobacteriaceae; Mes 
2116851 2116783 23 90 gi 
DSM 6810 16S ribosomal RNA, partial sequ 


a; Proteobacteria; Gammaproteobacteria; 


on 


2142485 2142433 42 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 
2156058 2155974 11 93 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 

Rubrobacter. 
2171324 2171256 23 90 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2180343 2180291 42 93 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2181859 2181807 42 93 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


93 gi 
ue 
la 


qu 
Ru 


se 


eq 
ba 


1 
av 


SM xMXNOON'Y 


strain Z-7792 16S 
Firmicutes; Bacil 


16736 Bacteria_16S 


2192572 2192504 23 90 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


no 


6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
716736 Bacteria_16S 
2016867 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
716736 Bacteria_16S 
6S ribosomal RNA, partial sequence 2062466 20 


6S ribosomal RNA, partial sequence 2063988 20 


219878285 


equence 


219878258 


19068 


s 


219878225 
sequenc 
Actinomy 


219878223 
1957067 19585 
occineae 
219878222 
1958616 19601 
occineae 
219878213 
1972100 19735 
ostridiu 
219878187 


sequ 
a; Rh 


enc 


153 
homon 


182 
homon 


639 


eriaceae 


219878147 


654 


eriaceae 


219878146 


20 
M 


655 


es; Micr 


219878124 
somal RNA, partial sequence 2096154 2097581 Meson 


ia. 


219857657 


ence 
Alteromo 


219857640 


nce 
vobacter 


219857631 


ence 
brobacte 


219857621 


21703 
udomonad 


219857613 


uence 
cteriale 


219857612 


sequence 
obacteri 


219857604 
2191612 2193037 Amphibacillus tropicus Bacteria; 


tinomyce 


mycineae 
219878249 
16S ribosomal RNA, partial sequence 1917484 19190 
cus. 
219878240 
sequenc 
Actinomy 


odo 
219878186 


ada 
219878184 


ada 
219878148 


ref |NR_025424.1 
1873541 187493 
tales; Micrococc 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


ref |NR_025397.1 
68 1908267 Actino 


Actinomyces catuli 
myces catuli Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


ref|NR_025379.1| Actinomyces 
e 1931360 1932760 Actinomyces 
cetales; Actinomycineae; 


ref|NR_025364.1| Actinomyces 
e 1954098 1955520 Actinomyces 
cetales; Actinomycineae; 
ref|NR_025362.1] Arthrobacter luteolus 
65 Arthrobacter luteolus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_025361.1] Arthrobacter albus 

16 Arthrobacter albus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_025352.1| Clostridium akagii 

91 Clostridium akagii Bacteria; 

m. 
ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyphomonadaceae; Hyphomonas. 
ref|NR_025325.1| Hyphomonas polymorpha 
24 Hyphomonas polymorpha Bacteria; 

ceae; Hyphomonas 
ref|NR_025323.1| Maricaulis parjimensis 
86 Maricaulis parjimensis Bacteria; 
ceae; Maricaulis 
ref |NR_025287.1 
37 Cellulophaga 
; Cellulophaga. 
ref |NR_025286.1 
61 Cellulophaga 
; Cellulophaga. 
ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref |NR_025263.1 
ia algae Bacteri 


v 


’ 


Hyphomonas 
4 Hyphomonas 


Cellulophaga fucicola 
fucicola Bacteria; 


Cellulophaga baltica 
baltica Bacteria; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Mesonia algae strain 
a; Bacteroidetes; 
ref|NR_025246.1| Microbulbifer 
115900 2117390 Microbulbifer 
nadales; Alteromonadaceae; 


Ny 


ref |NR_025229.1 
2141553 214301 
iales; Flavobact 
ref|NR_025220.1 
2155131 215660 
rales; Rubrobact 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Rubrobacter 
6 Rubrobacter 
erineae; 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 
ales; Flavobacte 
ref |NR_025192.1 


Cellvibrio fulvus 

brio fulvus Bacteria; 

oO. 

Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Amphibacillus tropicus 


ND 


is} 


hongkongensis str 
hongkongensis Bac 


sulfonivorans str 
sulfonivorans Bac 


Micrococcaceae; Arthrobacter. 
716736 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 


Micrococcaceae; Arthrobacter. 
716736 Bacteria_16S 


strain K300 16S r 


galactanivorans s 
galactanivorans B 


strain SPS-1037 1 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


2230368 2230284 11 
ain HKU1 16S ribosomal 
teria; Proteobacteria; 
2347257 2347173 11 
ain ALL 16S ribosomal 
teria; Actinobacteria; 


2348766 2348682 11 
rain TGA 16S ribosomal 
cteria; Actinobacteria 


2362470 2362386 11 


2392835 2392783 42 


acteria; Bacteroidetes; 
2411096 2411024 22 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
716736 Bacteria_16S 
train Dsij 16S ribosomal RNA, partial 


93 gi|219857579|ref|NR_025167.1 

RNA, partial sequence 2229404 223086 

Betaproteobacteria; Neisseriales; Neisser 

93 gi|219857496|ref|NR_025084.1 

RNA, partial sequence 2346319 234777 

Actinobacteridae; Actinomycetales; Microc 

93 gi|219857495|ref|NR_025083.1 

RNA, partial sequence 2347826 234928 

; Actinobacteridae; Actinomycetales; Micro 

93 gi|219857486|ref|NR_025074.1 
2361525 23629 

ococcineae; Microbacteriac 

93 gi|219857465|ref|NR_025053.1 

sequence 2391886 239336 

Flavobacteria; Flavobacteriales; Flavoba 

93 gi|219857453|ref|NR_025041.1 


6S ribosomal RNA, partial sequence 2410156 24116 


Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 


coccineae; 


Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Zobellia 

8 Zobellia 

cteriaceae; Zobellia. 

Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

716736 Bacteria_16S 2433890 2433838 42 93 gi|219857432|ref|NR_025020.1| Flavobacterium 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

716736 Bacteria_16S 2435405 2435333 22 93 gi|219857431|ref|NR_025019.1| Clostridium 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 2455281 2455197 11 93 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

716736 Bacteria_16S 2464176 2464104 22 93 gi| 219857407 |ref|NR_024995.1| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 2514038 2513954 11 93 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

716736 Bacteria_16S 2517064 2516980 11 93 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

716736 Bacteria_16S 2530684 2530612 22 93 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 


strain DSM 12272 
Firmicutes; Clost 


716736 Bacteria_16S 


strain SCH-89 16S 


7 


strain VP-6 16S r 


strain VP-5 16S r 


strain MHS-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
716736 Bacteria_16S 


strain MHS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
716736 Bacteria_16S 


strain FI-25796 1 


7 
strain ACAM 81 16 
Bacteroidetes; Fl 


716736 Bacteria_16S 


strain KMM 3677 1 
Bacteroidetes; Fl 


ridia; Clostridiales; 
2536745 2536685 22 


2538103 2538043 22 


2539508 2539448 22 


2540838 2540778 22 


ribosomal RNA, partial 


2542243 2542183 22 
ribosomal RNA, partial 


2594448 2594386 20 


2632761 2632709 42 


avobacteria; 
2684224 2684172 42 


avobacteria; 


716736 Bacteria_16S 


2685666 2685614 42 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
16736 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
716736 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
716736 Bacteria_16S 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


16S ribosomal RNA, partial sequence 2529733 25312 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
16736 Bacteria_16S 


Clostridiaceae; Clostridium. 
82 gi|219857353|ref|NR_024941.1 
2535834 25371 
Hyphomonadaceae; Hyphomona 
82 gi|219857352|ref|NR_024940.1 
2537193 25385 
Hyphomonadaceae; Hyphomonas 
82 gi|219857351|ref|NR_024939.1 
2538597 25399 
yphomonadaceae; Hyphomonas 
82 gi|219857350|ref|NR_024938.1 
sequence 2539981 25412 
yphomonadaceae; Hyphomona 
82 gi| 219857349 |ref|NR_024937.1 
sequence 2541332 25426 
yphomonadaceae; Hyphomona 
82 gi|219857272|ref|NR_024903.1 
10 Mycobacterium 
nebacterineae; Mycobacteri 
93 gi|219857237|ref|NR_024865.1 
2631843 26332 
Flavobacteriaceae; Flavobacterium 
93 gi|219857200|ref|NR_024828.1 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriales; 


cteriaceae 
219857199 


Flavoba 
gi 


93 


7 ZO 
ref 


bellia. 


Ss. 


15 Clostridium gasigenes Bacteria; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
s. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Ss. 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


NR_024827.1 


strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 


Bacteroidetes; Fl 


avobacteria; 


Flavobacteriales; 


Flavobacteriaceae 


Zobellia. 


, 


716736 Bacteria_16S 2687135 2687083 42 93 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

716736 Bacteria_16S 2691622 2691570 42 93 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Salegentibacter. 

716736 Bacteria_16S 2694538 2694486 42 93 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

716736 Bacteria_16S 2699019 2698947 23 93 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

716736 Bacteria_16S 2711065 2711013 42 93 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 


strain KMM 3664 1 
acteroidetes; Flavobacteria; Flavobacteriales; 
16736 Bacteria_16S 2738276 2738224 42 93 gi 
roitsensis strain KMM 3674 16S ribosomal RNA, partial 
roitsensis Bacteria; Bacteroidetes; Flavobacteria; 
16736 Bacteria_16S 2742669 2742617 42 93 

imicola strain §S 
acteria; Bacteroidetes; Flavobacteria; 
16736 Bacteria_16S 2793596 2793524 22 93 gi 
aemolyticum strain ATCC9650 16S ribosomal RNA, partial 
aemolyticum Bacteria; Firmicutes; Clostridia; 
16736 Bacteria_16S 2811709 2811657 42 93 gi 
mylolyticum strain MBIC4355 16S ribosomal RNA, partial 
mylolyticum Bacteria; Bacteroidetes; Flavobacteria; Fl 
16736 Bacteria_16S 2813203 2813151 42 93 gi 
mesophilum strain MBIC1140 16S ribosomal RNA, partial s 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; 
716736 Bacteria_16S 2840490 2840406 11 93 

strain IFO 16235 


gi 


NOON DO NDP AKCAINYD 


gi 


716736 Bacteria_16S 
CMN3 16S ribosoma 
Spirochaetales; S 
16736 Bacteria_16S 2849722 2849650 22 93 gi 
accharophila strain DSM 654 16S ribosomal RNA, partial 
accharophila Bacteria; Proteobacteria; 
16736 Bacteria_16S 2860569 2860501 23 
arboxydohydrogen 
arboxydohydrogen 
16736 Bacteria_16S 


2845049 2844997 42 
1 RNA, partial sequence 


93 gi 


~ 


s 
s 
7 90 gi 
c 

c 

7 2922041 2921969 23 93 gi 
ruminantium strai 
ruminantium Bacteria; 
716736 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; Marmoricola. 

716736 Bacteria_16S 3029523 3029451 22 93 gi 
polyendosporus strain PS-1 16S ribosomal RNA, partial s 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostr 
716736 Bacteria_16S 3035634 3035562 22 93 gi 
strain DS1 16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; Clostridiaceae; 
16736 Bacteria_16S 3037157 3037085 22 93 gi 
artagoforme strain DSM 1292 16S ribosomal RNA, partial 
artagoforme Bacteria; Firmicutes; Clostridia; 
16736 Bacteria_16S 3053965 3053881 11 93 
strain CreCitl 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 
716736 Bacteria_16S 3099087 3099003 11 93 gi 


Firmicutes; Clostridia; 


3012893 3012821 22 93 gi 


F 
7 
s 
s 
7 


gi 


Flavoba 


Fla 
T-82 16S ribosomal RNA, partial sequen 


Flavobacteriale 


Clostrid 


Flav 


pirochaetaceae; Borrelia; Borrelia bur 


Betaproteobacte 


a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 


n GA195 16S ribosomal RNA, partial seq 
Clostridi 


n BC361 16S ribosomal RNA, partial seq 


Clostrid 


6S ribosomal RNA, partial sequence 2710175 27115 
cteriaceae 


219857162 
sequence 


219857159 
ce 27417 
s; Flav 
219857121 
sequence 
iales; 
219857109 
sequence 
avobact 
219857108 
equence 
obacterial 
219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219856894 


2844116 2845615 Borre 
orferi g 


gd 
219856891 
sequence 
ria; 
219856884 
ar 
obacteria; 
219856842 
uence 
ales; 
219846915 
uence 
Actinomyc 


219846904 
equence 

idiales; C 
219846899 


3034695 30361 


Clostridiu 
219846898 
sequence 
iales; Clo 
219846886 


3052993 30544 


strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 30995 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
716736 Bacteria_16S 3248919 3248847 22 93 
strain WV6 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
16736 Bacteria_16S 3265364 3265292 22 

DSM 10228 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 


gi 


Clostridiaceae; 
93 


~ 


gi 


Clostridiaceae; 


Clostridiu 


vobacteria 


oba 


Clo 


eri 


occineae 


Burkh 


tial seq 


Euba 


47 Cellulophaga pacifica Bacteria; 
; Cellulophaga. 
ref |NR_024790.1 

2737379 273875 
les; Flavobacter 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref|NR_024749.1 
2792664 279412 
stridiaceae; Clo 
ref|NR_024737.1 

2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 
2812273 281371 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Flavobacterium 
acterium limicola 
obacterium. 
Clostridium 
8 Clostridium 
stridium. 
Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 
6 Tenacibaculum 
es; Flavobacteriaceae; Tenacibaculum. 
ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_024713.1| Borrelia sinica strain 
lia sinica Bacteria; Spirochaetes; 
roup. 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024661.1 
2921059 292256 
cteriaceae; Euba 
ref|NR_026507.1 
3011945 301344 
etales; Propioni 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Eubacterium 
6 Eubacterium 
cterium. 
Marmoricola 
1 Marmoricola 
bacterineae; 


ref|NR_026496.1| Anaerobacter 
3028583 3030038 Anaerobacter 

lostridiaceae; Anaerobacter. 
ref|NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 
m. 

Clostridium 
6 Clostridium 


NR_026490.1 

3036217 303768 
stridiaceae; Clostridium. 
ref|NR_026478.1| Formivibrio citricus 
82 Formivibrio citricus Bacteria; 


eriaceae; Formivibrio. 
219846856|ref|NR_026448.1| Arthrobacter rhombi 
44 Arthrobacter rhombi Bacteria; 

ococcineae; Micrococcaceae; Arthrobacter. 

219846755|ref|NR_026347.1| Clostridium isatidis 
3247999 3249330 Clostridium isatidis Bacteria; 

Clostridium. 

219846744|ref|NR_026336.1| Clostridium vincentii 


3264433 3265896 Clostridium vincentii Bacteria; 


m. 


strain Feox-1 16 
Proteobacteria; 


strain DSM 10365 
Firmicutes; Clos 


strain Z-7692 16 
Spirochaetes; 


strain Z-7491 16 
Spirochaetes; 


strain Z-7591 16 
Spirochaetes; 


itrea strain DS 


716736 Bacteria_ 


716736 Bacteria_ 


716736 Bacteria_ 


Spi 
716736 Bacteria_ 


Spi 
716736 Bacteria_ 


Spi 
716736 Bacteria_ 


16S 3269845 3269773 22 93 gi|219846741|ref 

S ribosomal RNA, complete sequence 3268876 32703 

Betaproteobacteria; Burkholderiales; Leptothrix. 

16S 3286601 3286529 22 93 gi|219846730|ref 
16S ribosomal RNA, partial sequence 3285670 32871 

tridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 3315517 3315465 42 93 gi|219846710|ref 

S ribosomal RNA, partial sequence 3314589 33160 
rochaetales; Spirochaetaceae; Spirochaeta. 

16S 3317041 3316989 42 93 gi| 219846709 |ref 

S ribosomal RNA, partial sequence 3316113 33175 
rochaetales; Spirochaetaceae; Spirochaeta. 

16S 3318563 3318511 42 93 gi| 219846708 |ref 


S ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
16S 3396133 3396049 11 93 gi 


M 43110 16S ribosomal RNA, partial sequ 


acteria; Actinobacteria; Actinobacteri 
romicromonospora 
16736 Bacteria_16S 
ratoxydans strain DSM 20647 16S riboso 
ratoxydans Bacte 


3399163 3399079 11 


ria; Actinobacteria; Actinobacteridae; 


dae; Actinomycet 


93 gi 
mal RNA, partial 


rthrobacter. 


sNpcagcnrunivuwa 


strain DSM 20167 
Actinobacteria; 
7 
strain DSM 20119 
Actinobacteria; 


strain DSM 20138 
Actinobacteria; 


16736 Bacteria_ 


16736 Bacteria_ 


716736 Bacteria_ 


16S 
16S ribosomal RNA, par 
Actinobacteridae; Actin 
16S 
16S ribosomal RNA, par 
Actinobacteridae; Actin 
16S 
16S ribosomal RNA, par 
Actinobacteridae; Actinomycetales; Micr 


3400697 3400613 11 93 gi 
omycetales; Micr 
3402223 3402139 11 93 gi 


omycetales; Micr 
3403763 3403679 11 93 gi 


716736 Bacteria_16S 
histidinolovorans strain DSM 20115 16S 
histidinolovorans Bacteria; Actinobacte 
Micrococcaceae; Arthrobacter. 
716736 Bacteria_16S 
strain DSM 20116 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
716736 Bacteria_16S 
strain NCTC 10951 16S ribosomal RNA, pa 
Actinobacteria; Actinobacteridae; Actin 
716736 Bacteria_16S 
strain DSM 20315 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
716736 Bacteria_16S 
strain DSM 20550 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
716736 Bacteria_16S 
strain DSM 20541 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
16736 Bacteria_16S 
rotophormiae strain DSM 20168 16S ribo 
rotophormiae Bacteria; Actinobacteria; 
icrococcaceae; Arthrobacter. 

16736 Bacteria_16S 
nicotinovorans strain DSM 420 16S ribos 
nicotinovorans Bacteria; Actinobacteria 
Micrococcaceae; Arthrobacter. 

716736 Bacteria_16S 
strain DSM 20546 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
716736 Bacteria_16S 
polychromogenes strain DSM 20136 16S ri 
polychromogenes Bacteria; Actinobacteri 
Micrococcaceae; Arthrobacter. 

716736 Bacteria_16S 
strain DSM 20545 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


7 
Pp 
Pp 
M 
. 


3406819 3406735 11 
tial sequence 3405866 34073 
occineae 
3412967 3412883 11 


3453103 3453019 11 
tial sequence 3452140 34536 
occineae 
3456159 3456075 11 
tial sequence 3455187 34566 
occineae 
3457688 3457604 11 
tial sequence 3456719 34581 
occineae 
3459182 3459098 11 


3460703 3460619 11 


3462223 3462139 11 
tial sequence 3461261 34627 


3463746 3463662 11 


3465269 3465185 11 
tial sequence 3464306 34657 
occineae 


3405293 3405209 11 93 gi 
ribosomal RNA, p 
ria; Actinobacte 
93 gi 
omycetales; Micr 
93 gi 
rtial sequence 


omycetales; Acti 
93 gi 


omycetales; Micr 
93 gi 


omycetales; Micr 
93 gi 


omycetales; Micr 


93 gi 
somal RNA, parti 
Actinobacterida 
93 gi 
omal RNA, comple 
; Actinobacterid 
93 gi 


omycetales; Micr 
93 gi 
bosomal RNA, par 
a; Actinobacteri 


93 gi 


omycetales; Micr 


3317638 33191 


eta. 
219846648 
en 
ales; 
219846646 
sequence 


219846645 


tial sequence 3399736 34012 
occineae 


oc 
219846644 


tial sequence 3401264 34027 
occineae 


oc 
219846643 


tial sequence 3402800 34042 
occineae 


oc 

219846642 
ar 
ridae; 
219846641 


oc 
219846636 


no: 
219846608 


oc 
219846606 


oc 
219846605 


oc 
219846603 
al 
e; 


219846602 
te 
ae 


219846601 


oc 
219846600 
te 
dae; 
219846599 


oc 


716736 Bacteria_16S 


3466792 3466708 11 


93 gi 


219846598 


nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


ce 33951 


ref 


98 3396650 Promi 


NR_026333.1 


NR_026322.1 


NR_026302.1 


NR_026301.1 


NR_026300.1 


NR_026240.1 
Cc 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Promicromonospora 
romonospora citrea 


Micr 


Actinomyc 


ococcineae; 


3398202 33996 
es; 


Pro 
NR_026238.1 


Microco 


ref 
> Mi 
ref 


> Mi 
ref 
> Mi 
ref 


13 Arthrobacter 


49 Arthrobacter 


NR_026237.1 


crococcaceae 
NR_026236.1 


crococcaceae 
NR_026235.1 


crococcaceae 


micromonosporaceae; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


8 
c 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 


Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


85 Arthrobacter ilicis Bacteria; 


, 


Arthrobacter. 
Arthrobacter 


tial seq 
Act 


34120 
mycineae; 


sequenc 
Actinomycet 


sequenc 
Actino: 


occineae; 


al seque 
Actin 


uence 34043 


ref 
45 Arthrobacter 
> Mi 
ref 


2 AG 
ref 


tinomycetac 


> Mi 
ref 
68 Arthrobacter 
; Micrococcacea 
ref 
> Mi 
ref 
e 3458220 3 
ales; M 


crococcacea 


4596 
icro 


ref 
e 3459743 3 
mycetales; 


4612 
Micr 


ref 
33 Arthrobacter 
3} Micrococc 
ref 
nce 
omyc 


3 


4627 
etales; i 


Mic 


ref 
79 Arthrobacter 
; Micrococcacea 
ref wy 

3465830 34673 


NR_026234.1 
inomycetales; Mi 
NR_026233.1 
crococcacea 
NR_026228.1 
06 3413422 Actin 
NR_026200.1 
11 Micrococcus lylae Bacteria; 


crococcacea 
NR_026198.1 


NR_026197.1 
69 Nesterenkonia 


NR_026195.1 


NR_026194.1 


NR_026193.1 


acea 
NR_026192.1 


NR_026191.1 


NR_026190.1 


36 3405815 Arthrobacter 


crococcineae; 


Arthrobacter aurescens 
aurescens Bacteria; 

e; Arthrobacter. 
Actinomyces viscosus 
myces viscosus Bacteria; 

ae; Actinomyces. 
Micrococcus lylae 


O: 
e 


; Micrococcus. 


Arthrobacter agilis 
agilis Bacteria; 

e; Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


e 


’ 


e; 


9 
c 


Arthrobacter 
0 Arthrobacter 
coccineae; 


nl 
° 


Arthrobacter ramosus 

ramosus Bacteria; 

e; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


8 
r 


Arthrobacter pascens 
pascens Bacteria; 

e; Arthrobacter. 
Arthrobacter 

01 Arthrobacter 


’ 


crystallopoietes 
crystallopoietes 


Micrococcaceae; Arthrobacter. 
16736 Bacteria_16S 


7 
strain DSM 20133 


Actinobacteria; Actinobacteridae; Actin 
16736 Bacteria_16S 


7 
globiformis strai 
globiformis Bacte 
Arthrobacter. 

denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


strain DSM 1785 1 
Firmicutes; Clost 


strain DSM 6736 1 
Firmicutes; Clost 


homopropionicum s 
homopropionicum B 


DSM 316 16S ribos 
Clostridia; Clost 


strain DSM 286 16 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

716736 Bacteria_16S 3580728 3580657 23 93 gi|219846522|ref|NR_026114.1 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 358126 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales 
Roseococcus. 

716736 Bacteria_16S 3583831 3583759 22 93 gi|219846520|ref|NR_026112.1 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 358438 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

716736 Bacteria_16S 3590066 3589994 22 93 gi|219846516|ref|NR_026108.1 


strain Anox B 16S 
Proteobacteria; B 


716736 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


716736 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


7 
gingivalis strain 
gingivalis Bacter 
ap 
strain NCFB 2890 

irmicutes; Lacto 


ilamentus strain 
acteria; Bactero 


F 
7 
£ 
B 
7 
strain C8ST5 16S 

Bacteroidetes; Fl 
7 
strain Pasteur II 
Firmicutes; Clost 


716736 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


716736 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


3468314 3468230 11 
strain DSM 20117 16S r 
Bacteria; Actinobacter 


93 gi 
ibosomal RNA, pa 
ia; Actinobacter 


rt 


3469840 3469756 11 93 


gi 
16S ribosomal RNA, par 
omycetales; Micr 
3471358 3471274 11 93 gi 
n DSM 20124 16S ribosomal RNA, partial 


ria; Actinobacteria; Actinobacteridae; 


oc 


s 


3480455 3480371 11 93 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3501597 3501525 22 


1 


93 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
3528964 3528892 22 93 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3530461 3530389 22 93 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3531988 3531916 22 93 gi 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533434 3533362 22 93 

S ribosomal RNA, partial sequence 


ia 
ri 


gi 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3593121 3593049 22 93 


Id 
gi 


eo 


ridia; Clostridiales; Clostridiaceae; Cl 
3605427 3605375 42 93 gi 
ATCC 33612 16S ribosomal RNA, partial 


612 Bacteria; Bacteroidetes; Flavobact 


se 
er 


3606964 3606912 42 93 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 
3614468 3614400 23 90 gi 


s 
ob 


bacillales; Carnobacteriaceae; Alloioc 
3681300 3681248 42 93 gi 
215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
3702333 3702281 42 93 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
3711379 3711307 22 93 gi 
I 16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 

3720349 3720277 22 93 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 
3760450 3760398 42 93 gi 
ribosomal RNA, partial sequence 
rochaetales; 


oc 


ce 


Ss; 


ct 


cl 


cl 


Spirochaetaceae; Borrelia. 


219846597 
id 


219846596 
tial sequence 3468874 34703 


219846595 
Actinomyc 
219846589 
Actinomyc 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 


219846557 
6S ribosomal RNA, partial sequence 3528019 35294 


219846556 
219846555 
3531057 3532455 Sarci 


219846554 
3532506 35339 


3589120 35906 


219846513 
6S ribosomal RNA, partial sequence 3592199 35936 


219846503 


219846502 
219846496 
16S ribosomal RNA, partial sequence 3613485 36150 
219846450 
219846435 
3701387 37028 
219846429 
219846422 
3719395 37209 


219846392 
3759507 37610 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


ial sequ 
ae; Acti 


’ 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026187.1 
3470399 347186 
etales; Microco 


occineae 


equence 


sequence 
etales; 


ref|NR_026167.1 


ostridium. 
ref |NR_026149.1 
ostridium. 
ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026147.1 
na maxima Bacter 


1 sequen 
diales; 


ref |NR_026146.1 


nella. 


ref |NR_026105.1 


ostridium. 
ref|NR_026095.1 

3604483 360597 
obacteriales; Fl 


quence 
ia; Flav 


ref|NR_026094.1 

3606022 360747 
es; Flavobacteri 
ref |NR_026088.1 


equence 
acterial 


cus. 
ref |NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref|NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref |NR_026020.1 
25 3711931 Clostr 
m. 

ref 


36803 
Flavoba 


eriaceae 


37104 
ostridiu 
NR_026013.1 
ostridium. 


ref|NR_025983.1 


716736 Bacteria_16S 
franzmannii strain 301 16S ribosomal RNA, partial sequence 


Bacteria; Bactero 


3793532 3793480 42 


93 gi 


idetes; Flavobacteria; Flavobacteriales; 


219846368 


ref|NR_025959.1 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Actinomyces 
5 Actinomyces 


cineae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 

Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Roseococcus 
5 Roseococcus 
Acetobacteraceae; 


, 


Clostridium 
5 Clostridium 
Clostridium. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Alloiococcus otitis 


09 Alloiococcus otitis Bacteria; 


Polaribacter 

bacter filamentus 
ribacter. 
Gelidibacter algens 


algens Bacteria; 


Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Polaribacter 


3792606 3794045 Polari 
Flavobacteriaceae; Pola 


bacter franzmannii 
ribacter. 


7 
strain 34-P 16S r 
roteobacteria; B 


P 
7 
h 
hibernum Bacteria 
7 

strain SS-1 16S r 
Proteobacteria; B 


strain Hk501 16S 
Spirochaetes; Spi 
7 
Spirochaetales; S 
strain HT31 16S r 
Spirochaetes; Spi 
7 
thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


716736 Bacteria_16S 


strain KMM 6029 
Bacteroidetes; 
716736 Bacteria 
strain KMM 6050 
Bacteroidetes; 
716736 Bacteria 
strain KMM 6020 
Bacteroidetes; 
716736 Bacteria_ 
strain KMM 6034 
Bacteroidetes; 


Fl 


FL 


FL 


BL 


716736 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


716736 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


716736 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 
7 
strain KMM 3944 1 
Bacteroidetes; Fl 


716736 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


716736 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


716736 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 
7 
lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


716736 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


Ya501 16S ribosomal RNA, partial sequence 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


16S 


16S 


16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
rochaetales; 
3936656 3936585 23 93 gi 
in THI 011 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


3977996 3977925 23 93 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


, 


3982180 3982128 42 93 


gi 


Flavoba 
gi 


avobacteria; 
3986650 3986598 42 


Flavobacteriales; 
93 


se 
ri 


qu 
R 


ct 


3853246 38547 


3932829 39341 
Spirochaetaceae; Borrelia. 
219846268 


quence 
a; 


219846240 


ence 


219846237 
6S ribosomal RNA, partial sequence 3981260 39826 
eriaceae 
219846234 


6S ribosomal RNA, partial sequence 3985718 39871 


Flavoba 
gi 


avobacteria; 
3988127 3988075 42 


Flavobacteriales; 
93 


Flavoba 
gi 


avobacteria; 
3989605 3989553 42 


Flavobacteriales; 
93 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3991096 3991044 42 93 


avobacteriales; Flavobacteriaceae; Pib 
3992592 3992540 42 93 gi 
n KMM 6049 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 
4004557 4004489 23 90 gi 
in BH030062 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
4013580 4013528 42 93 gi 


avobacteria; Flavobacteriales; Flavoba 
4015059 4015007 42 93 gi 
KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
4016538 4016486 42 93 gi 
in KMM 3907 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 


4031810 4031738 22 93 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034914 4034842 22 93 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4037926 4037854 22 93 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Th 


ct 


ct 


ct 


OC 


se 
VO. 


s 


ea 


ct 


eq 
ob 


s 
av 


al 


rt 
e; 


io 


7 


16736 Bacteria_16S 


4058939 4058855 11 93 gi 


ella. 


219846230 


quence 


equence 
e; 


eriaceae 


219846213 


uence 
acterial 


219846212 


equence 
obacteri 


219846202 


40308 


es; Glyc 


219846200 


ial sequ 


219846198 


40370 
monas. 


219846181 


Rhodo 


hodospir 


eriaceae 
219846233 
6S ribosomal RNA, partial sequence 3987206 39886 
eriaceae 
219846232 
6S ribosomal RNA, partial sequence 3988683 39901 
eriaceae 
219846231 
somal RNA, partial sequence 3990163 3991609 Piboc 


bacteria 
219846222 


Ponti 


219846214 
6S ribosomal RNA, partial sequence 4012648 40140 


Actinomycet 


3795045 3794973 22 93 gi| 219846367 |ref|NR_025958.1 

ibosomal RNA, partial sequence 3794096 37955 
etaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
3843638 3843586 42 93 gi|219846333|ref|NR_025923.1 
ibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 384417 
; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
3854214 3854142 22 93 gi|219846326|ref|NR_025916.1 


ref|NR_025858.1 
3935756 393713 
bacterales; Rho 


ref |NR_025830.1 
3977072 397838 
illales; Rhodosp 


ref|NR_025827.1 


g° Bi 
ref 


zionia. 
NR_025824.1 


7 Gr 
ref 


amella. 
NR_025823.1 
; Aq 
ref 


uimarina. 
NR_025822.1 
7 Gi 
ref 
ella 


llisia. 
NR_025821.1 
ponti Bacte 


NR_025820.1 
3991660 399309 
les; Flavobacter 
ref|NR_025812.1 

4003594 400502 
bacillus. 
ref|NR_025804.1 


; Winogradskyell 
ref |NR_025803.1 

4014130 401555 
es; Flavobacteri 
ref|NR_025802.1 

4015607 401703 
ales; Flavobacte 


, 


ref|NR_025792.1 
56 4032350 Glycom 
omycineae; Glyco 
ref|NR_025790.1 
ence 403395 
Glycom 


ales; 


ref|NR_025788.1 
01 4038390 Thiomo 


ref|NR_025771.1 


id 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


etaproteobacteria; Burkholderiales; Leptothrix. 

3915356 3915304 42 93 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

3916772 3916720 42 93 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 

3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 

3933752 3933700 42 93 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Paracoccus 
9 Paracoccus 
obacteraceae; 


Rhodospirillum 
6 Rhodospirillum 


irillaceae; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Pontibacillus 
0 Pontibacillus 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 

Winodgradskyella 

6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 
riaceae; 


Glycomyces algeriensis 
yces algeriensis 
mycetaceae; Glycomyces. 
Glycomyces 

0 4035456 Glycomyces 
ycineae; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Citricoccus 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; C 


itricoccus. 


716736 Bacteria_16S 
strain CLN-1 16S 
Proteobacteria; 

716736 Bacteria_16S 
strain KMM 3951 1 
Bacteroidetes; Fl 
716736 Bacteria_16S 
strain KMM 3949 1 
Bacteroidetes; Fl 
716736 Bacteria_16S 
strain KMM 3947 1 
Bacteroidetes; Fl 
716736 Bacteria_16S 


sedimenticola strain KMM 3903 16S ribosomal RNA, partia 
sedimenticola Bacteria; 


716736 Bacteria_16S 
strain KMM 3941 1 
acteroidetes; Fl 
16736 Bacteria_16S 


acteria; 
16736 Bacteria_16S 
train KMM 3912 1 
acteroidetes; 
16736 Bacteria_16S 
strain KMM 3902 1 
Bacteroidetes; Fl 
716736 Bacteria_16S 
thermodepolymeran 
thermodepolymeran 
Schlegelella. 

716736 Bacteria_16S 
strain CA15-8 16S 


NwWUunrnovddenrnw 


716736 Bacteria_16S 
thermautotrophica 
thermautotrophica 
Sedis; Carboxydocella. 
716736 Bacteria_16S 

strain Y10-2 16S 
Bacteroidetes; Fl 
716736 Bacteria_16S 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


ainanensis strain S1 16 
Proteobacteria; 


6S ribo 
Flavobacteria; 


6S ribo 
avobacteria; 


Bacteria; 


avobacteria; 


4081751 4081679 22 


4087870 4087818 42 


4089361 4089309 42 


4090850 4090798 42 


4092346 4092294 42 


Bacteroidetes; 


4093827 4093775 42 


4101201 4101117 11 


S ribosomal RNA, 


4114860 4114808 42 


4162565 4162513 42 


4190020 4189948 22 
Proteobacteria; 


4200514 4200430 11 


4208049 4207978 23 
Firmicutes; 


4227835 4227783 42 


4229307 4229255 42 


93 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Tepidimonas. 


93 


6S ribosomal RNA, partial sequence 4086933 40 
Flavobacteriales; 


93 


6S ribosomal RNA, partial sequence 4088431 40 
Flavobacteriales; 


93 


6S ribosomal RNA, partial sequence 4089922 40 
Flavobacteriales; 


93 


Flavobacteria; 


93 


6S ribosomal RNA, partial sequence 4092900 40 
Flavobacteriales; 


93 


complete sequence 
Betaproteobacteria; Neisseria 


93 


somal RNA, partial sequence 4113936 41 
Flavobacteriales; 


93 


somal RNA, partial sequence 4161641 41630 
Flavobacteriales; 


93 


s strain K14 16S ribosomal RNA, partia 


s Bacteria; Betaproteobacteria; 


93 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


93 


strain 41 16S ribosomal RNA, partial 
Clostridia; 


93 


ribosomal RNA, partial sequence 
Flavobacteriales; 


93 


strain SW49 16S ribosomal RNA, partial sequence 


Bacteroidetes; Fl 
716736 Bacteria_16S 
strain R18165 16S 


716736 Bacteria_16S 


longreachensis strain 16910a 16S ribosomal RNA, complete sequence 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 
716736 Bacteria_16S 


methylpentosum strain R2 16S ribosomal RNA, partial sequence 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; 


716736 Bacteria_16S 


flavescens strain 401 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 
716736 Bacteria_16S 
strain B 5329 16S 


716736 Bacteria_16S 
strain HKI0088 16 


716736 Bacteria_16S 


pentosovorans Bacteria; 


716736 Bacteria_16S 


ferrireducens strain PAL-1 16S ribosomal RNA, 
ferrireducens Bacteria; 


87072 87001 23 93 gi| 265679005 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Ru 
93029 92958 23 93 gi| 265679001 
complete sequence 
Deferribacteres; Deferribacterales; Defer 
109909 109838 23 93 gi| 265678989 


716736 Bacteria_16S 
G33 16S ribosomal RNA, 


avobacteria; 


ribosomal RNA, 


4238432 4238348 11 


11300 11241 23 


25226 25155 23 


32852 32781 23 


49316 49245 23 


66102 66031 23 


partial sequence 


Flavobacteriales; 


93 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


82 


93 


93 


93 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


93 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


219846165 
822 


gi 
4080799 40 


219846161 
883 


gi 


219846160 
898 


gi 


219846159 
913 


gi 


219846158 
1 sequence 


gi 


ay 
gi| 219846157 


943 


219846152 
41002 
les; Neiss 
219846141 
153 


gi 


gi 


gi| 219846106 
Flavobacteriaceae 

gi| 219846083 
1 sequence 


gi|219846075 
4199561 42010 


219846070 
sequence 
stridiales 


gi 
Clo 


gi| 219846050 
4226906 42283 
Flavobacteriaceae 
gi|219846049 
4228378 42297 
Flavobacteriaceae 
gi|219846043 
4237444 42389 


gi| 265679056 


Des 


gi|265679047 


Cc 

gi| 265679042 
31915 

Micr 

gi| 265679031 
48372 49856 


265679020 
66643 


gi 
65168 


lavobacteriale 


ref|NR_025755.1 


ref|NR_025751.1 
Maribacter. 


ref|NR_025750.1 


ref|NR_025749.1 
Maribacter. 
ref |NR_025748.1 
4091411 409284 
s; Flavobact 
ref|NR_025747.1 
Arenibacter. 
ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025731.1 


Ulvibacter. 
ref|NR_025696.1 


; Al 
ref 


gibacter. 
NR_025673.1 
189049 419056 
Burkholderiales; 


rs 


ref|NR_025665.1 
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97 Tepidimonas aquatica Bacteria; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 
Flavobacteriaceae; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 
Flavobacteriaceae; Maribacter. 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 
Flavobacteriaceae; 


Maribacter 
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Flavobacteriaceae; 
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67 Algibacter lectus Bacteria; 
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Arthrobacter koreensis 
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; Arthrobacter. 
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Family XVI. Incertae 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Clostridium 
Clostridium 
lostridium. 
Microbacterium 
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Actinobaculum schaalii 
schaalii Bacteria; 
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Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Anaerofilum 
Anaerofilum 

naerofilum. 

Geovibrio 

Geovibrio 

eovibrio. 


ref |NR_029297.1 


Kocuria varians strain 


108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


TGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTG 
CCAGCGAGTAATGTCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACG 
TGCTACAATGGCAGGTACAGAGGGCAGCAAGCTAGCGATAGTGAGCGAATCCCTTAAAGCTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTC 
GGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTA 
GCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGAGCGAACGTTAGCGGCGGGCTTAACACATGCAAGTCG 
AGCGAGAAAGGCGGCTTCGGCTGCCGAGTACAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTCAGTGGGGGACAACCACCCGAAAGGGTGGCTAAT 
ACCGCATACGTCATCGGGTGCTGCGGCACCGGATGGGAAAGCTAGCCTCTGCAAGCAAGCTGGCGCTGAAGGAGGGGCCCGCGTCGCATCAGCTAGTTGGTGGGG 
TAATGGCTCACCAAGGCAAAGACGCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGCGCAAGCCTGATCCAGCCACGCCGCGTGAGTGATGAAGGCCCTCGGGTCGTAAAGCTCTGTGGGGAGGGACGAAGCCTGGCGGGTGAATAGN 
CCGGCAGATGACGGTACCTCCTTAGCAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAACGTTGCTCGGAATTACTGGGCGTAAAGC 
GCACGTAGGCGGCCTGATAAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAAGTGCATTCGAAACTGTTGGGCTTGAGTACGGGAGAGGGTTGCGGAATTCCC 
GGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCAGCCTGGACCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATGCAGCGGGTATTGACCCCTGCTGCGTCGTAGCTAACGCGTTAAGCACTCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTCAATTCGACGCAACGCGCAGAACCTTACCTGGGTTAAAT 
CCGCCGGAATCCCCTAGAGATAGGGGAGTGCCCTTCGGGGAATCGGTGAGAAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCTCTGTCGTCAGTTGCCAACGGGGAAGCCGGGCACTCTGACGAGACTGCCGACGTTAAGTCGGAGGAAGGTGGAGATGACGTCAAGTCCTCA 
TGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGAGCAGCGAAGCCGCGAGGTGGAGCCAATCTCAAAAAACCGGCCTCAGTTCGGATTG 
GAGTCTGCAACTCGACTCCATGAAGGTGGAATCGCTAGTAATCGTAGATCAGCACGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTCAGTTGCTCTAGAAGTCGGTGAGC TAACCAAGTGAGGCAGCCGCCTAAAGAGTGACTGGTAACTGGGGTGAAGTCGTAACAAGGTAANNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTTTCGGCCTTAGTGGCGGACGG 
GTGAGTAACGCGTAGGAATCTATCCATGGGTGGGGGATAACTCTGGGAAACTGGAGCTAATACCGCATGACACCTTAGGGTCAAAGGCGCAAGTCGCCTATGGAG 
GAGCCTGCGTTTGATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGGAGGTTTTCGGATTGTAAAGCACTTT 
CGGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGC 
GTAAAGGGCGTGTAGGCGGTTTGTACAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTGATACGTGCAGACTAGAGTGTGAGAGAGGGTTGTGG 
AATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTAGATGTTGGGTAACTTAGTTATTCAGTGTCGCAGTTAACGCGTTAAGCACACCGCCT 
GGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGG 
CTTGTATGGGTAGGCTGTATCCAGAGATGGATATTTCCCGCAAGGGACCTACCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAA 
GTCCTCATGGCCCTTATGCCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATGGCGACATCGTGCTGATCTCTAAAAACCGTCTCAGTTC 
GGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCAGCAATGGGGCGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAGACCTTCGGGTCTAGTGGCGCACGGGTGCGT 
AACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACATCGGGAAACTGATGCTAATACCGGATGATGACGTAAGTCCAAAGATTTATCGCCCAGGGATGAGCCCGC 
GTAGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTAGGGAATATTGGACAATGGGY GAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGG 
ATGATAATGACAGTACCGGGAGAATAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCG 
CACGTAGGCGGCGATTTAAGTCAGGGGTGAAAGCCCGGTGCTCAACACCGGAACTGCCCTTGAGACTGGATTGCTTGAATCACGGAGAGGTGGGTGGAATTCCGA 
GTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCCCACTGGACGTGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGCTGGGGTGCATGGCATTTCAGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTA 
CGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACGTTTGACAT 
CCCTATCGCGGTTAGTGGAGACACTTTCCTTCAGTTCGGCTGGATAGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCGCCTTTAGTTGCCATCATTTAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTACGCGTTGGGCTACACACGTGCTACAATGGCGACTACAGTGGGCAGCCACTCCGCGAGGAGGAGCTAATCTCCAAAAGTCGTCTCAGTTCGGATCGT 
TCTCTGCAACTCGAGAGCGTGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTTGGATTCACTCGAAGGCGTTGAGCTAACCGCAAGGAGGCAGGCGACCACAGTGGGTTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAAC 
CTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGATGAACGCTGCCGCCGTGCTTAACACATGCAAGTCGAACGAAGCAATA 
CTGTGTGAAGAGATTAGCTTGCTAAGATCAGAACTTTGTATTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCTTACACAGGGGGATAACAGCT 
AGAAATGGCTGCTAATACCGCATAAGACCTCAGTACCGCATGGTAGAGGGGTAAAAACTCCGGTGGTGTAAGATGGGCCCGCGTCTGATTAGGTAGTTGGTAGGG 
TAACGGCCTACCAAGCCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTATTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAA 
GAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAAGTCTG 
AAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTCAGGCTAGAGTGTCGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATA 
TTAGGAGGAACACCAGTGGCGAAGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGATTACTAGGTGTCGGGAAGCAAAGCTTTTCGGTGCCGCAGCCAACGCAATAAGTAATCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGG 
AATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGATCTTGACATCCCGGTGACAAAGTATGTAACGTAC 
TCTTTCTTCGGAACACCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGGCGCAACCCTTATCTTTAGTAGC 
CAGCATTTGAGGTGGGCACTCTAGAGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCAGGGCTACACACGTG 
CTACAATGGCGTAAACAAAGGGAAGCGACCCTGTGAAGGCAAGCAAATCCCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGG 
AATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGGTCAGTAACGCCCGAAGCCGGTGACC 
TAACCGCAAAGGAGGAGCCGTCGAAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATA 
CATGCAAGTAGAACGCTGAAGGAGGAGCTTGCTTCTCTGGATGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCGGGGGATAACTATTGGAA 
ACGATAGCTAATACCGCATAAGAGTAGATGTTGCATGACATTTGCTTAAAAGGTGCAAATGCATCACTACCAGATGGACCTGCGTTGTATTAGCTAGTTGGTGGG 
GTAACGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAA 
TCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGAGTGTGAGAGTGGAA 
AGTTCACACTGTGACGGTATCTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAA 
AGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTAGGCTTTGGAAACTGTTTAACTTGAGTGCAAGAGGGGAGAGTGGAATTC 
CATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGCTTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGACCCTTTCCGGGGTTTAGTGCCGTAGCTAACGCATTAAGCACTCCGCCTGGGG 
AGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTG 
ACATCCCTCTGACCGCTCTAGAGATAGAGCTTTCCTTCGGGACAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCA 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
716736 Bacteria_16S 139010 138939 23 93 gi|265678970|ref|NR_029278.1 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
716736 Bacteria_16S 140539 140468 23 93 gi| 265678969 |ref|NR_029277.1 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
716736 Bacteria_16S 145056 144985 23 93 gi|265678966|ref|NR_029274.1 
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as 
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3 Comamonas testosteroni Bacteria; 


ae; Comamonas. 
ref|NR_029160.1| Ruminococcus callidus 
4 310144 Ruminococcus callidus 
Ruminococcus. 
ref |NR_029134.1| Cryptosporangium 
342395 343854 Cryptosporangium 
ales; Frankineae; Cryptosporangiaceae; 
ref|NR_029123.1| Sphingopyxis terrae 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_029114.1| Streptomyces 
367645 369119 Streptomyces 
Streptomycineae; 


716736 Bacteria_16S 373071 373000 23 93 gi| 265678806 |ref|NR_029111.1]| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

716736 Bacteria_16S 376090 376019 23 93 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 379183 379112 23 93 gi|265678802|ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

716736 Bacteria_16S 393042 392971 23 93 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 402198 402127 23 93 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

716736 Bacteria_16S 403733 403662 23 93 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 416251 416180 23 93 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
716736 Bacteria_16S 420747 420676 23 93 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

716736 Bacteria_16S 433185 433114 23 93 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 440923 440852 23 93 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

716736 Bacteria_16S 451619 451548 23 93 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 
strain Met-12 16S ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

716736 Bacteria_16S 466843 466772 23 93 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

716736 Bacteria_16S 489894 489823 23 93 gi| 265678725 |ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

716736 Bacteria_16S 499148 499077 23 93 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

716736 Bacteria_16S 500700 500629 23 93 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

716736 Bacteria_16S 534201 534130 23 93 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

716736 Bacteria_16S 540307 540236 23 93 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

716736 Bacteria_16S 576832 576761 23 93 gi| 265678668 |ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
716736 Bacteria_16S 593330 593259 23 93 gi|265678657|ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
716736 Bacteria_16S 594889 594818 23 93 gi|265678656|ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

716736 Bacteria_16S 599196 599125 23 93 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
716736 Bacteria_16S 600726 600655 23 93 gi|265678652|ref|NR_028957.1| Streptomyces 
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716736 Bacteria_16S 944254 944183 23 93 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

716736 Bacteria_16S 945817 945746 23 93 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

716736 Bacteria_16S 947377 947306 23 93 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

716736 Bacteria_16S 948943 948872 23 93 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

716736 Bacteria_16S 950504 950433 23 93 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
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Tenericutes; Moll 
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716736 Bacteria_16S 1298862 1298791 23 93 gi|219846893|ref|NR_026485.1 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevib 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sang 
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716736 Bacteria_16S 1402047 1401976 23 93 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

716736 Bacteria_16S 1407933 1407862 23 93 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

716736 Bacteria_16S 1413994 1413923 23 93 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

716736 Bacteria_16S 1418584 1418513 23 93 gi|224581446|ref|NR_027228.1| Helcococcus ovis 
strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

716736 Bacteria_16S 1426246 1426175 23 93 gi|224581441|ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 1427811 1427740 23 93 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 1435546 1435475 23 93 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 1447896 1447825 23 93 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

716736 Bacteria_16S 1458265 1458194 23 93 gi|224581414|ref|NR_027195.1| Arcanobacterium 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Arcanobacterium. 

716736 Bacteria_16S 1461255 1461184 23 93 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
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716736 Bacteria_16S 1474847 1474776 23 93 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 1481110 1481039 23 93 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

716736 Bacteria_16S 1488680 1488609 23 93 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 1577512 1577441 23 93 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 1589774 1589703 23 93 gi|219878485|ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
716736 Bacteria_16S 1592870 1592799 23 93 gi|219878483|ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 1594416 1594345 23 93 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 1595963 1595892 23 93 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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716736 Bacteria_16S 1900727 1900656 23 93 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

716736 Bacteria_16S 1915336 1915265 23 93 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 1942810 1942739 23 93 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 1949010 1948939 23 93 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

716736 Bacteria_16S 1956474 1956403 23 93 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

716736 Bacteria_16S 1980848 1980777 23 93 gi|219878208|ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

716736 Bacteria_16S 2016276 2016205 23 93 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

716736 Bacteria_16S 2048158 2048087 23 93 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 2057366 2057295 23 93 gi|219878153|ref|NR_025292.1]| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 2060461 2060390 23 93 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

716736 Bacteria_16S 2109219 2109148 23 93 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 2110768 2110697 23 93 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
716736 Bacteria_16S 2113733 2113662 23 93 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

716736 Bacteria_16S 2118343 2118272 23 93 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

716736 Bacteria_16S 2151621 2151550 23 93 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

716736 Bacteria_16S 2168234 2168163 23 93 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
716736 Bacteria_16S 2178882 2178811 23 93 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
716736 Bacteria_16S 2225736 2225665 23 93 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 2227297 2227226 23 93 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 2228828 2228757 23 93 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

716736 Bacteria_16S 2260886 2260815 23 93 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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716736 Bacteria_16S 2682756 2682685 23 93 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
716736 Bacteria_16S 2695927 2695868 23 82 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
716736 Bacteria_16S 2708204 2708121 12 93 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

716736 Bacteria_16S 2744202 2744131 23 93 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

716736 Bacteria_16S 2749904 2749833 23 93 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

716736 Bacteria_16S 2777149 2777078 23 93 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 2778706 2778635 23 93 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 2784615 2784544 23 93 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 

716736 Bacteria_16S 2789320 2789249 23 93 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 2798076 2798005 23 93 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
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AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCA 
GGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTGATGGTGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGATCGTAGT 
CCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCAATGACTGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTC 
GAACGCTGAAGCCCAGCTTGCTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCCGTACTCCGGGATAAGCCCGGGAAACTGGGTCTAAT 
ACCGGATAGGACACGCTATCGCATGGTGGTGTGTGGAAAGCTCCGGCGGTACGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGC 
GACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCGCCCGGGACGAAGCGTAAGTGACGGTACCGGGAGAAGAAGCACCGGC 
CAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCACGTCTGCCGTGAAAACC 
TGCGGCTTAACCGTGGGCGTGCGGTGGATACGGGCATCACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAA 
CACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTG 
GGCGCTAGGTGTGGGGTGCTGTTCACGTGTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGATCGGCGTAGAGATACGTCTTCCCT 
TGTGGCTGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCATGTTGCCAGCGGGT 
TATGCCGGGGACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTGAAAGCCGGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCT 
AGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACC 
CCTTGTGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTTGAACGAGAATTTTTTAATTAATTTCTTCGGGAA 
GAGATTAAAGAAGGAAAGTAGCGAACGGGTGAGTAACACGTGAGAAACCTGCCTTTCACAAAGGGATAGCCTCGGGAAACCGGGATTAATACCTTATGACACTTA 
GATATCGCATGATAATTAAGTTAAAGAATTTCGGTGAAAGATGGTCTCGCGTCTGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCAGTAGCCG 
GATTGAGAGGTTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGGAACCCTGATGCAGCGA 
CGCCGCGTGAACGATGAAGGTCTTCGGATTGTAAAGTTCTGTCCTTAGTGAAGATAATGACTGTAACTAAGAAGCAAGCCCTGGCTAAATACGTGCCAGCAGCCG 
CGGTAATACGTATGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTAATTTAAGTCTGAATTTAAAGGCTGTGGCTCAACCATAGTAAG 
GTTCAGATACTGGATTACTTGAGTAGATGAGGGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCTGTGGCGAAGGCGACTTT 
CTGGAATCTAACTGACGCTGAGGTACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGAGTGCTAGTTGTCGGGAGTCAA 
ATCTCGGTGACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATATACAGGGATATACTAGAGATAGTATAGTTTCTTCGGAAACTTGTATACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCTTTAGTTACCAGCATTTCGGATGGGGACTCTAGAGAGACTG 
CCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGTCTTGGGCTACACACGTGCTACAATGGTCTGAACAAAGCGCAGCTACCTC 
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ceae; Janibacter. 
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3241296 3241225 23 93 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
ibosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
ridia; Clostridiales; Clostridiaceae; Thermobrachium. 

3262319 3262248 23 93 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
6S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 

Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

3274461 3274390 23 93 gi| 219846738 |ref|NR_026330.1| Eubacterium callanderi 
6S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

3275970 3275899 23 93 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 
6S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3277489 3277418 23 93 gi|219846736|ref|NR_026328.1| Acetobacterium 

DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
ia; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3278998 3278927 23 93 gi|219846735|ref|NR_026327.1| Acetobacterium 
DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
a; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3280517 3280446 23 93 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 
6S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3282036 3281965 23 93 gi|219846733|ref|NR_026325.1| Acetobacterium 
in DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 
eria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3283560 3283489 23 93 gi|219846732|ref|NR_026324.1| Acetobacterium 
DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
a; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3285085 3285014 23 93 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 

strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3311023 3310952 23 93 gi|219846713|ref|NR_026305.1| Georgenia muralis 
ibosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

3312457 3312386 23 93 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 

bosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingobium. 

3323128 3323057 23 93 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
n JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
ria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
hermoanaerobacterium. 

3352004 3351933 23 93 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
6S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 

3365966 3365895 23 93 gi|219846673|ref|NR_026265.1| Caloramator 
train DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

3394611 3394540 23 93 gi|219846649|ref|NR_026241.1| Brevibacterium iodinum 
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strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 3395147 Brevibacterium iodinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
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testaceum strain 
testaceum Bacteri 
Microbacterium. 


716736 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 
7 
i 


mperiale strain 
imperiale Bacteri 
icrobacterium. 


acticum strain D 
acticum Bacteria 
Microbacterium. 


M 
7 
1 
1 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


3507609 3507538 23 93 gi 
DSM 20166 16S ribosomal RNA, partial s 


3509130 3509059 23 93 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 

3510652 3510581 23 
DSM 2053 
a; Actin 


a 
93 gi 
0 16S ribosomal RNA, partial s 


3512174 3512103 23 
SM 20427 


; Actino 


93 gi 
16S ribosomal RNA, partial se 
bacteria; Actinobacteridae; Ac 


3513700 3513629 23 93 gi 


a; Actinobacteria; Actinobacteridae; Act 


obacteria; Actinobacteridae; Act 


oc 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
occineae 


oc 
219846571 
equence 


219846570 
1 sequence 
219846569 


equence 
inomycet 


219846568 
quence 


tinomyceta 


219846567 


ococcineae 


al seque 
Actino: 


Stre 


occineae 


occineae 


inomycet 


Actinomy 


ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_026225.1| Actinomyces 

nce 3416416 3417841 Actinomyces 
mycetales; Actinomycineae; 
ref|NR_026216.1 
3429781 343112 
etales; Coryneba 


Corynebacterium 
4 Corynebacterium 
cterineae; 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


ref|NR_026199.1| Kocuria kristinae 

36 Kocuria kristinae Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026176.1| Actinotalea fermentans 

02 Actinotalea fermentans Bacteria; 

; Cellulomonadaceae; Actinotalea. 
ref|NR_026166.1| Brevibacterium linens 

72 Brevibacterium linens Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_026165.1] Agromyces ramosus 

04 Agromyces ramosus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_026164.1| Microbacterium barkeri 

22 Microbacterium barkeri Bacteria; 

Microbacteriaceae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


’ 


Microbacterium 
5 Microbacterium 


cetales; Mi ccineae; 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


, 


ref |NR_026160.1 
3511236 351270 
les; Micrococcin 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


ref|NR_026159.1| Rathayibacter rathayi 


strain DSM 7485 16S ribos 
Actinobacteria; Actinobac 
716736 Bacteria_16S 
strain DSM 7486 16S ribos 
Actinobacteria; Actinobac 
716736 Bacteria_16S 
strain DSM 20542 16S ribo 
Actinobacteria; Actinobac 
716736 Bacteria_16S 
strain DSM 20528 16S ribo 
Actinobacteria; Actinobac 
716736 Bacteria_16S 
strain IndiB4 16S 


3515224 3515153 23 


3516742 3516671 23 


3518264 3518193 23 


3552043 3551972 23 
ribosomal RNA, partial sequence 


omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae 
93 gi| 219846566 
omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Microc 
93 gi|219846565 
somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae 
93 gi|219846564 
somal RNA, partial sequence 3517327 35187 
teridae; Actinomycetales; Micrococcineae 
93 gi| 219846542 
3551089 35526 


occineae; 


33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026156.1 
> Mi 
ref 


crobacteriac 
NR_026134.1 


rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Firmicutes; Clost 


716736 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


716736 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


716736 Bacteria_16S 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


ridia; Clostridiales; Clostridiaceae; 
3594652 3594581 23 93 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3638487 3638416 23 93 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
; Streptomyces. 
3640039 3639968 23 


93 gi 


Streptomyces. 


v 


Caloramato 
219846512 
1 sequence 
diales; Cl 
219846480 
sequence 

idae; Acti 


219846479 


r. 
ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
NR_026072.1 
3637554 363905 
nomycetales; Str 


Clostridium 
3 Clostridium 
ostridium. 
Streptomyces 
3 Streptomyces 
eptomycineae; 


ref 


NR_026071.1| Streptomyces 
3639104 3640605 Streptomyces 
Streptomycineae; 


strain LRB 8581 
Proteobacteria; 


Actinomycetales; 


7 
strain Hh-2 16S 
Proteobacteria; 


7 
salegens strain 
s 
7 


strain ATCC 2954 
Bacteria; 


716736 Bacteria_ 
strain ST1l 16S ri 


roteobacteria; 


acteria; 


train ATCC 2725 


P 
7 
£ 
B 
7 
s 
Firmicutes; 


7 


Clostridia; 


716736 Bacteria_ 
cellulosolvens st 
cellulosolvens AT 


Ruminococcaceae. 


716736 Bacteria_ 


cellulolyticus s 


cellulolyticus Ba 
16736 Bacteria_ 
F275 16S ribosoma 


7 


Lactobacillales; 
7 
strain RT4. 
Firmicutes; 


Bl 1 
Clos 


716736 Bacteria_ 


strain IFO 15965 
Actinobacteria; 


716736 Bacteria_ 
amylolyticus stra 


amylolyticus Bac 


716736 Bacteria_ 


strain ATCC 1981 
Actinobacteria; 


716736 Bacteria_ 


strain ATCC 2549 
Bacteria; Actino 
Streptomyces. 


716736 Bacteria_ 
eurythermus strai 


eurythermus Bact 
Streptomycetacea 


716736 Bacteria_ 


716736 Bacteria_ 
strain GIH 16S ri 
Tenericutes; Moll 
716736 Bacteria_ 
strain VIS 16S ri 
Tenericutes; Moll 
716736 Bacteria_ 


716736 Bacteria_ 
michiganensis sub 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
vi 
716736 Bacteria_ 
putrefaciens stra 
putrefaciens Bact 
16736 Bacteria_ 


16736 Bacteria_ 


alegens Bacteria 
16736 Bacteria_ 


Proteob 


16736 Bacteria_ 
lavefaciens stra 
Firmicu 
16736 Bacteria_ 


Clost 
16736 Bacteria_ 
strain 7 16S ribo 
Clost 


16736 Bacteria_ 


16S 3687301 3687230 23 93 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3688818 3688747 23 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3697820 3697737 12 93 gi 
1 
Epsilonproteobacteria; Campylobacterale 
16S 3769370 3769299 23 93 gi 
species tessellarius strain 78181 16S 


gi 


Cla 
gi 


Micrococcineae; Microbacteriaceae; 
16S 3775398 3775327 23 93 


eria; Tenericutes; Mollicutes; Mycopla 
16S 3802574 3802491 12 93 gi 
ribosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterale 
16S 3814805 3814754 43 93 gi 
D 
; Bacteroidetes; Flavobacteria; Flavob 
16S 3817911 3817828 12 93 gi 
3 16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
16S 3822496 3822413 12 93 gi 
bosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterale 
16S 3831662 3831591 23 93 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
16S 3833090 3833019 23 93 gi 
5 16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Ruminococcaceae; 
16S 3834550 3834479 23 93 gi 


ridiales; Ruminococcaceae; Ruminococcu 
16S 3851151 3851080 23 93 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


16S 
1 


3852660 3852589 23 93 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
16S 3861755 3861684 23 93 gi 
1 RNA, partial sequence 


Lactobacillaceae; Lactobacillus. 


16S 3880156 3880085 23 93 gi 
6S ribosomal RNA, complete sequence 3879197 38807 
tridia; Clostridiales; Clostridiaceae; 


in NRRL NRS-290 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Paenibac 
16S 3919749 3919678 23 93 gi 
2 16S ribosomal RNA, complete sequence 

Actinobacteridae; Actinomycetales; Stre 
16S 3921330 3921259 23 93 gi 
5 16S ribosomal RNA, complete sequence 

bacteria; Actinobacteridae; Actinomycet 


16S 3922911 3922840 23 93 
n ATCC 14975 16S ribosomal RNA, 


gi 
comple 


3686364 36878 


3687881 36893 


6S ribosomal RNA, partial sequence 3696887 36983 


in KS-1 16S ribosomal RNA, partial seque 
3801626 38030 


SM 5424 16S ribosomal RNA, partial seque 


ob 


3821543 38230 


en 


co 


somal RNA, partial sequence 3833603 3835009 Rumin 


ti 
di 


qu 


id 


3860745 3862279 Lacto 


Ca 


ki 


16S 3903246 3903175 23 93 gi 

16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteridae; Actinomycetales; Fran 

16S 3904822 3904751 23 93 gi 


ti 
il 


pt 


al 


te 


219846446 


219846445 


219846438 


s; Helicob 
219846385 
ribosomal 


bacter. 
219846380 
nce 
smataceae; 
219846361 


s; Helicob 
219846353 
nce 

acteriales 
219846351 
38169 
acterale 
219846348 


s; Helicob 
219846341 
ce 38307 
ccaceae; 
219846340 
38321 
Ruminococ 
219846339 


Ss. 
219846328 
al seque 
a; Clost 


219846327 
ence 

iales; R 
219846321 


219846309 


loramato 
219846293 


neae; Cr 
219846292 
al seque 
laceae; 

219846281 
39187 
omycinea 
219846280 
39203 
es; Stre 
219846279 
sequenc 
Actinomyc 


eria; Actinobacteria; Actinobacteridae; 
e; Streptomyces. 
16S 3966247 3966176 23 93 gi 


umin 


baci 


ypto 


Paen 


e; 


ptomycineae; 


e 3921948 39234 
etal 


ref|NR_026037.1| Mycoplasma yeatsii 
30 Mycoplasma yeatsii Bacteria; 
ref|NR_026036.1| Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 
ref|NR_026029.1| Helicobacter trogontum 
08 Helicobacter trogontum Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025976.1| Clavibacter 

RNA, partial sequence 3768438 3769927 


Mycoplasma 
7 Mycoplasma 


ref|NR_025971.1 
3774462 377592 
Mycoplasma. 
ref|NR_025952.1| Helicobacter hepaticus 
95 Helicobacter hepaticus Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025944.1| Salegentibacter 
3813879 3815349 Salegentibacter 
; Flavobacteriaceae; Salegentibacter. 
ref|NR_025942.1| Wolinella succinogenes 
54 3818434 Wolinella succinogenes 
s; Helicobacteraceae; Wolinella. 
ref |NR_025939.1| Helicobacter muridarum 
20 Helicobacter muridarum Bacteria; 
acteraceae; Helicobacter. 
ref |NR_025931.1| Ruminococcus 
35 3832122 Ruminococcus flavefaciens 
Ruminococcus. 
ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref 
ococ 


Ruminococcus bromii 
coccus bromii Bacteria; 


Ruminococcus albus 
Bacteria; Firmicutes; 


NR_025929.1 
cus albus 7 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


ref 
nce 
ridi 


NR_025918.1 
385021 

ales; Rumino 
ref|NR_025917.1 
3851732 385319 
ococcaceae; 
NR_025911.1 
llus reuteri 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Lactobacillus reuteri 
Bacteria; Firmicutes; 


ref 


ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 
r. 
ref|NR_025883.1| Cryptosporangium arvum 
83 Cryptosporangium arvum Bacteria; 
sporangiaceae; Cryptosporangium. 
NR_025882.1| Paenibacillus 

3903834 3905341 Paenibacillus 
ibacillus. 
ref|NR_025871.1 
87 3920316 Strept 
Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
Str 


ref 
nce 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 
ref|NR_025869.1| Streptomyces 
78 Streptomyces 
mycineae; 


es; Strepto: 


219846248 


capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 


capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


Sphingomonadales; 


ref |NR_025838.1| Novosphingobium 
3965346 3966788 Novosphingobium 
Sphingomonadaceae; 


716736 Bacteria_16S 3972135 3972064 23 


93 gi| 219846244 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; Proteobacteria; 
716736 Bacteria_16S 3975090 3975019 23 
rhizogenes strain 


716736 Bacteria_16S 
strain SW-161 16S 
Proteobacteria; Alphaproteobacteria; 
716736 Bacteria_16S 3997037 3996966 23 
seohaensis strain 


3995546 3995475 23 


Erythrobacter. 


716736 Bacteria_16S 3998531 3998460 23 


Betaproteobacteria; 


IAM 14222 16S ribosomal RNA, 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; 
Rhizobium/Agrobacterium group; Agrobacterium. 


ribosomal RNA, partial sequence 
Sphingomonadales; 


93 gi| 219846242 


complete sequence 


93 gi| 219846228 


93 gi|219846227 


SW-135 16S ribosomal RNA, partial sequence 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


93 gi| 219846226 


donghaensis strain SW-132 16S ribosomal RNA, partial sequence 


donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 
716736 Bacteria_16S 
flavimaris strain 


4001453 4001382 23 


Sphingopyxis. 
716736 Bacteria_16S 
strain CM2104 16S 


4012059 4011988 23 


716736 Bacteria_16S 4024163 4024092 23 


strain 20-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


716736 Bacteria_16S 
aquimaris strain 
Bacteria; 
716736 Bacteria_16S 


4036408 4036337 23 


4043937 4043866 23 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


93 gi| 219846224 


SW-151 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


93 gi| 219846215 


4011119 40125 
93 gi|219846207 
4023267 40246 
93 gi| 219846199 
Sphingomonadales; 


93 gi| 219846191 


stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 


stackebrandtii Bacteria; Firmicutes; 
716736 Bacteria_16S 4054391 4054320 23 
strain JC1078 16S 
716736 Bacteria_16S 4083315 4083244 23 
sanguinis strain 
sanguinis Bacteria; 
716736 Bacteria_16S 


Firmicutes; 
4105752 4105681 23 


strain MB 1871 16S ribosomal RNA, partial 
Paenibacillaceae; 


Firmicutes; Bacillales; 
716736 Bacteria_16S 4113359 4113288 23 
permense strain VKM Ac-2280 16S 
permense Bacteria; 
Brevibacterium. 
716736 Bacteria_16S 4119358 4119287 23 
strain YJS 16S ribosomal 
Tenericutes; Mollicutes; 
716736 Bacteria_16S 4120912 4120841 23 


Bacillales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


2301083 16S ribosomal RNA, partial sequence 
Bacillales; 


ribosomal 


Actinobacteria; Actinobacteridae; Actinomycetales; 


RNA, partial sequence 
Entomoplasmatales; 


Planococcaceae; 
gi|219846184 
4053509 40549 


93 


93 gi| 219846164 


Paenibacillaceae; 


93 gi|219846149 
sequence 4104804 41063 
Paenibacillus. 

93 gi|219846142 


RNA, partial sequence 


93 gi| 219846138 
4118405 41199 
Entomoplasmataceae; 


93 gi| 219846137 


strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 


716736 Bacteria_16S 4125530 4125459 23 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacter 
Actinomycetales; Micrococcineae; Micrococcaceae; 


Actinobacteridae; 


716736 Bacteria_16S 4127016 4126945 23 


strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


716736 Bacteria_16S 4145533 4145462 23 


leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


leptinotarsae Bacteria; 
716736 Bacteria_16S 


4147098 4147027 23 


lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


lampyridicola Bacteria; 
716736 Bacteria_16S 4164071 4164000 23 


93 gi| 219846133 


93 gi| 219846132 


4126077 41275 


93 gi| 219846117 
Entomoplasmatale 
93 gi|219846116 
Entomoplasmatale 


gi|219846105 


93 


strain BARC 857 16S ribosomal RNA, partial sequence 4163118 41646 


Tenericutes; Mollicutes; 
716736 Bacteria_16S 4173209 4173138 23 


Entomoplasmatales; 


Entomoplasmataceae; 
93 gi 


219846098 


nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 


nitratireducens Bacteria; Firmicutes; 


Clostridia; 


Clostridiales; 


Burkholderiales; 


Rhizobiales; 


3994645 3996085 Erythrobacter 
Erythrobacteraceae; 


Sphingomonadales; 


Sphingomonadales; 


Micrococcineae; 


Paenibacillus. 


ref |NR_025834.1 


ref |NR_025832.1 


ref|NR_025818.1 


NR_025817.1 
3996136 399757 


NR_025816.1 
3997630 399906 


ref|NR_025814.1 
4000552 400199 


ref|NR_025805.1 


ref|NR_025797.1 
Microbacteriac 
ref|NR_025789.1 


ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025774.1 
29 Serinicoccus 


ref|NR_025754.1 
4082348 408382 


ref|NR_025739.1 
11 Paenibacillus 


ref|NR_025732.1 
4112427 411388 
Micrococcin 


ref|NR_025728.1 


ref|NR_025727.1 


Brevibacteriac 
ref|NR_025723.1 


Kocuria. 
NR_025722.1 


ref 


ref|NR_025707.1 

4144567 414608 
s; Spiroplasmata 
ref|NR_025706.1 

4146134 414764 
s; Spiroplasmata 
ref |NR_025695.1 


Erythrobacteraceae; 


Brachymonas 


3971185 3972636 Brachymonas 
Comamonadaceae; 


Brachymonas. 
Agrobacterium 


3974188 3975556 Agrobacterium 
Rhizobiaceae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 


Erythrobacter. 


Erythrobacter 
9 Erythrobacter 


Sphingomonadales; Erythrobacteraceae; 


Porphyrobacter 
9 Porphyrobacter 


Erythrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 


Sphingomonadaceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 
Intrasporangiaceae; 


Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 
Micrococcineae; 


eae; Agromyces. 
Erythrobacter 


SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Proteobacteria; Alphaproteobacteria; 


Erythrobacter. 
Planococcus 
9 Planococcus 


Serinicoccus marinus 


marinus Bacteria; 
Intrasporangiaceae; 


Serinicoccus. 
Paenibacillus 
2 Paenibacillus 


Paenibacillus lactis 
lactis Bacteria; 


Brevibacterium 
5 Brevibacterium 


eae; Brevibacteriaceae; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 
Mesoplasma. 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


eae; Brevibacterium. 
Kocuria marina strain 
ia; Actinobacteria; 


Streptomyces africanus 


64 Streptomyces africanus Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Spiroplasma 

3 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 
Mesoplasma. 


Garciella 


ref|NR_025688.1 
4172278 417374 
Eubacteriaceae; 


8 Garciella 
Garciella. 


716736 Bacteria_16S 4174752 4174681 23 93 gi|219846097|ref|NR_025687.1| Mesoplasma 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
716736 Bacteria_16S 4180905 4180834 23 93 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

716736 Bacteria_16S 4185408 4185337 23 93 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

716736 Bacteria_16S 4199016 4198945 23 93 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

716736 Bacteria_16S 4205030 4204959 23 93 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 591815 591741 20 93 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
716736 Bacteria_16S 837371 837309 20 82 gi|265678488|ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

716736 Bacteria_16S 882586 882512 20 93 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

716736 Bacteria_16S 891717 891648 23 93 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

716736 Bacteria_16S 1062119 1062045 20 93 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

716736 Bacteria_16S 1199536 1199462 20 93 gi|228715480|ref|NR_027533.1| Dyadobacter fermentans 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 1200010 Dyadobacter fermentans DSM 18053 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Dyadobacter. 

716736 Bacteria_16S 1249421 1249347 20 93 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

716736 Bacteria_16S 1280759 1280685 20 93 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

716736 Bacteria_16S 1467383 1467309 20 93 gi|224581408|ref|NR_027189.1| Treponema putidum 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 1467891 Treponema putidum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

716736 Bacteria_16S 1617240 1617166 20 93 gi| 219878465 |ref|NR_025604.1]| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

716736 Bacteria_16S 1618763 1618689 20 93 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

716736 Bacteria_16S 1620286 1620212 20 93 gi|219878463|ref|NR_025602.1]| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

716736 Bacteria_16S 1621809 1621735 20 93 gi|219878462|ref|NR_025601.1| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

716736 Bacteria_16S 1818142 1818068 20 93 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

716736 Bacteria_16S 2336673 2336602 23 93 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

716736 Bacteria_16S 2438453 2438380 20 93 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
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716736 Bacteria_16S 2658651 2658577 20 93 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

716736 Bacteria_16S 2759037 2758963 20 93 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

716736 Bacteria_16S 2964180 2964130 44 93 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

716736 Bacteria_16S 3159430 3159356 20 93 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain F1F6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

716736 Bacteria_16S 3808617 3808543 20 93 gi| 219846357 |ref|NR_025948.1| Campylobacter 
helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
716736 Bacteria_16S 3918200 3918138 20 82 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 

716736 Bacteria_16S 3985192 3985118 20 93 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

716736 Bacteria_16S 4007477 4007403 20 93 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

716736 Bacteria_16S 4096779 4096705 20 93 gi|219846155|ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

716736 Bacteria_16S 4098265 4098191 20 93 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
716736 Bacteria_16S 4099721 4099647 20 93 gi|219846153|ref|NR_025743.1| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

716736 Bacteria_16S 239934 239857 22 99 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

716736 Bacteria_16S 262589 262508 11 90 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

716736 Bacteria_16S 291418 291345 10 82 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 
strain Kol5a 16S ribosomal RNA, partial sequence 290399 291962 Aquifex pyrophilus Bacteria; 
Aquificae; Aquificales; Aquificaceae; Aquifex. 

716736 Bacteria_16S 631322 631237 10 93 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
716736 Bacteria_16S 921108 921023 10 93 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 

716736 Bacteria_16S 922685 922603 12 93 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

716736 Bacteria_16S 1205622 1205537 10 93 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

716736 Bacteria_16S 1346344 1346259 10 93 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
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Betaproteobacteria; Burkholderiales; Bu 


gi 


16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Bu 


gi 


16S ribosomal RNA, partial sequence 893783 89526 
Betaproteobacteria; Burkholderiales; Bu 


gi 


265678867 
28882 

caligenace 

265678841 


tridiales; 
265678833 
Bifidobac 
265678794 
39048 


Bu 
265678739 


265678730 
sequence 
Rhodo 


265678695 


265678672 


265678660 


265678659 


Clostridiu 
265678555 
ence 73794 
riales; Ox 
265678550 


cteriaceae 
265678549 


265678548 


265678547 


265678544 


265678541 
quence 

a; Burkhol 
265678498 


seudomonad 
265678497 
sequence 
a; Burkhol 
265678463 


rkholderia 
265678449 


rkholderia 
265678448 


rkholderia 


ref |NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref |NR_029146.1 
e 328486 329942 
Clostridiales F 


ref |NR_029138.1 
336318 337835 
teriales; Bifido 


ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref |NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref|NR_029035.1 

481171 482647 
cyclales; Rhodoc 
ref|NR_029000.1 
Arcicella. 
NR_028977.1 


eae; 
ref 


iaceae; Pedobact 
ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028964.1 


m. 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028854.1 
8 Psychroflexus 
; Psychroflexus. 
ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_028845.1 

756798 758254 
deriales; Burkho 
ref|NR_028801.1 


aceae; Pseudomon 
ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref |NR_028766.1 


ceae; Cupriavidu 
ref|NR_028751.1 


Pandoraea. 


ref|NR_028750.1 


265678447 


Bordetella holmesii 
ella holmesii Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Parascardovia 
Parascardovia 
bacteriaceae; 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Burkholderia terricola 


terricola Bacteria; 


ia. 
Quatrionicoccus 
Quatrionicoccus 

yclaceae; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Burkholderia tropica 


tropica Bacteria; 


mets 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Psychroflexus tropicus 
tropicus Bacteria; 


Acinetobacter tandoii 
tandoii Bacteria; 
rs 

Acinetobacter gerneri 
gerneri Bacteria; 
te 

Acinetobacter bouvetii 
bouvetii Bacteria; 
ne 
Acinetobacter baylyi 
baylyi Bacteria; 
r. 

Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Cupriavidus 
Cupriavidus 

lderiaceae; Cupriavidus. 
Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


s. 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 
ceae; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 


ref |NR_028749.1 


Pandoraea apista 


strain LMG 16407 16S ribosomal RNA, partial sequence 895318 896802 Pandoraea apista Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 


itoralis strain 
acteria; Proteob 


NORA 


strain SJ 16S rib 
Proteobacteria; D 


strain SS-2 16S r 
Bacteroidetes; Sp 


geysericola strai 
geysericola Bacte 


strain S5b2 16S r 
Proteobacteria; B 


strain 7-2 16S ri 
Proteobacteria; B 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
716736 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


DSM 16795 16S rib 
Bacteria; Firmicu 
7 
C91 16S ribosomal 
Proteobacteria; B 
7 
13501 16S ribosom 
Proteobacteria; B 


intestinalis DSM 
13280 Bacteria; A 
Collinsella. 
7 
strain UR/MT95 16 
Proteobacteria; B 


strain LMG 20598 
Proteobacteria; B 
melanesiensis str 
melanesiensis BI4 


716736 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


716736 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


716736 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


716736 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


716736 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 
7 
strain S2 16S rib 
Proteobacteria; B 


716736 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


16736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


935026 934954 22 93 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
936552 936480 22 93 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
976609 976557 42 93 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
978073 978001 22 93 gi 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 
1002816 1002744 22 93 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1036219 1036147 22 93 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1078430 1078362 23 90 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1146564 1146492 22 93 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
1176870 1176798 22 93 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1179874 1179802 22 93 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1193429 1193357 22 93 gi 
al RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
1204114 1204030 11 93 gi 
13280 16S ribosomal RNA, partial seque 
ctinobacteria; Coriobacteridae; Coriob 


gi 


gi 


Ox 


Clost 
gi 


1267402 1267330 22 93 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1283752 1283680 22 93 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
1332590 1332502 7 93 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1359877 1359805 22 93 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

1373517 1373445 22 93 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1387103 1387031 22 93 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388618 1388546 22 93 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1424708 1424636 22 93 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1438651 1438579 22 93 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1456899 1456827 22 93 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


gi 


Rhod 
gi 


716736 Bacteria_16S 


strain U120 16S r 


ri 


1178919 1180416 


1192457 1193978 


14237411 


1437684 1 


265678422 
e 93405 
brionales; 
265678421 


935581 93704 
Bacteriov 


265678393 


975693 97713 


1035238 10367 
alobactera 


265678324 
10775 


253680759 


1145612 11470 
alobactera 


11773 
eae; 
228717704 


itros 
228715722 


calig 
228715356 
nce 12031 
acteriales 


219846423 


1266430 12679 
alobactera 


219846066 


16S ribosomal RNA, partial sequence 1282800 12842 
rkholderia 


228721494 
equence 
Ss; 
228720024 
quence 
bacteria; 


228717983 


1372563 13740 


rkholderia 
228716754 


1386182 13876 


riales; Bu 
228716720 


1387667 13891 


rkholderia 
224581442 
4252 
ocyclaceae 
224581429 
4391 
ocyclaceae 
224581416 
ence 14559 
riales; Al 
224581409 


1465888 1465816 22 93 gi 
ibosomal RNA, partial sequence 


Sphingomon 


Nitro 
omona 


Borde 
enace 


Thermot 


ref|NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacteriovorax. 
ref|NR_028695.1| Lewinella nigricans 
0 Lewinella nigricans Bacteria; 


Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Bacteriovorax marinus 
marinus Bacteria; 


rospiraceae; Lewinella. 
265678392|ref|NR_028694.1| Herpetosiphon 
uence 977181 978580 Herpetosiphon 
erpetosiphonaceae; Herpetosiphon. 
265678376|ref|NR_028678.1| Azovibrio restrictus 
1001834 1003301 Azovibrio restrictus Bacteria; 
ocyclaceae; Azovibrio. 
265678354|ref|NR_028656.1| Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 

ceae; Herbaspirillum. 

ref|NR_028626.1| Sphingomonas melonis 
29 1078967 Sphingomonas melonis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_028007.1| Collimonas fungivorans 
64 Collimonas fungivorans Bacteria; 
ceae; Collimonas. 
ref|NR_027573.1| Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 
Clostridium. 
ref|NR_027566.1| Nitrosomonas eutropha 
somonas eutropha C91 Bacteria; 

daceae; Nitrosomonas. 

ref|NR_027537.1| Bordetella hinzii LMG 
tella hinzii LMG 13501 Bacteria; 

ae; Bordetella. 
ref |NR_027528.1 
62 1204620 Collin 
Coriobacterine 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


’ 


ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 
ceae; Massilia. 
ref|NR_025656.1 
83 Burkholderia hospita Bacteria; 
ceae; Burkholderia. 
ref|NR_027617.1| Thermosipho 
1331586 1333097 Thermosipho 
ogaceae; Thermosipho. 
ref|NR_027587.1| Burkholderia 
1358923 1360410 Burkholderia 


Burkholderiales; Burkholderiaceae; 


Burkholderia hospita 


Burkholderia unamae 

50 Burkholderia unamae MTI-641 Bacteria; 
ceae; Burkholderia. 

ref|NR_027555.1| Burkholderia phymatum 
16 Burkholderia phymatum STM815 
rkholderiaceae; Burkholderia. 
ref|NR_027554.1| Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 

ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 

; Thauera. 
ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 

; Thauera. 
ref|NR_027197.1] Achromobacter 

66 1457283 Achromobacter ruhlandii 
caligenaceae; Achromobacter. 
ref|NR_027190.1| Azoarcus buckelii 


ref|NR_027569.1 


1464924 1466433 Azoarcus buckelii Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


GTGAGAGCAAGCGAATCGCATAAAACAGATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAGTTGCTAGTAATCGTGGATCAGAACGCCACG 
GTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCAATACCCGAAGCCGTCGAGCTAACCGTTAGGANNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGGGCGGACGANTGAAAGCTTGCTTT 
TGATCGTCAGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACCGGGATAACTTGCGGAAACGTGAGCTAATACCGGATAATCTCCTTCTTCGCA 
TGAAGAAGGACTGAAAGACGGCGCAAGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCG 
ACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAA 
CGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTCAGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTTGACGGTACCTGACCAGAAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCCTTAAGTCTGATGTGA 
AAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGAAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGA 
GGAACACCAGTGGCGAAGGCGGCTCTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACCATCCTGGAGACAGGACCTTC 
CCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGAGATTAGTTGCC 
AGCATTCAGTTGGGCACTCTAATCTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCT 
ACAATGGATGGTACAATGGGCTGCGAAACCGCGAGGTGGAGCGAATCCCACAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTNGTNCACACCGCCCGTCACACCACGAGAGTTTGTCACANCCGAAGTCGGTGAGGT 
AACCGCAAGGAGCCAGCCGCCGAAGGTGGAACAGATGATTGGNGTGAAGTCGTAACAAGGTAGCCGTATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACCCCCAGCTTGCTGGGGGGATTAGTGGCGAACGGGTGAGTA 
ACACGTGAGTAACCTGCCCCTGACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGCACCGTGGACCGCATGGTCCTTGGTGGAAAGACTTGTTGG 
TCAGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCC 
GGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTATCGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATG 
TAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGA 
AAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCA 
TTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGA 
AGAACCTTACCAAGGCTTGACATGTGCCAGACCGCCGTGGAAACACGGTTTCCCCTTTGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGATAATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCT 
CAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGATAGCTTGCTATCAGGCGTCGAGCGGCGGACGGGTGAGTAATACTTAGGAAT 
CTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAATACCGCATACGACCTACGGGAGAAAGGGGGCAACTTGTTGCTCTCGCTATTAGATGAGCCTAAG 
TCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGA 
AGAAGACTCCGTGGTTAATACCCACGGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTA 
ATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGTTAGGCTAGAATA 
GGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCTTCTGGCATCATATTGACACTGAGGTT 
CGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGC 
AATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCG 
AAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGG 
CGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAA 
AAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGATAGCCTAACCGTAAGGAAGGCGTTCACCACGGTGTGGTTGATGACTGGGGTGAANNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGG 
GGCTTCGGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCATGTCGTGGGGGATAACGTAGCGAAAGCTACGCTAATACCGCATACGCCC 
TGAGGGGGAAAGCGGGGGATTCTTCGGAACCTCGCGCGATTGGAGCGGCCGATGTCGGATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCCGTAG 
CGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAG 
CCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAATCGTGTTCTCTAACATAGGACATGGATGACGGTACCGGACTAAGAA 
GCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGATG 
TGAAATCCCCGGGCTTAACCTGGGAACTGCGTTTGTGACTGCAAGGCTAGAGTACGGCAGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCA 
GGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTA 
AACGATGTCGACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGA 
ATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAACCTTGCTGAGAGGCGAGG 
GTGCCTTCGGGAGCCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCACTAGTTGC 
CATCATTTAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCA 
TACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCTTAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGA 
ATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCT 
TAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGANNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGAT 
TAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACTGACCCTTGCAGGCATCTGCG 
AGGTTCGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGA 
TGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGAT 
ACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCG 
ATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTG 
TCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGG 
CTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAAGCCCTTCGGGGTGTTGGGGACTCACGGGAGAC 
CGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATA 


strain DhA-35 16S 


716736 Bacteria_16S 


1468896 1468824 22 93 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
716736 Bacteria_16S 1471973 1471901 22 93 gi|224581405|ref|NR_027186.1 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 147236 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalig 
716736 Bacteria_16S 1473365 1473293 22 93 gi|224581402|ref|NR_024882.1 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifari 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
complex. 

716736 Bacteria_16S 1533869 1533797 22 93 gi|219857425|ref|NR_025013.1 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 153432 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
Burkholderia; Burkholderia cepacia complex. 

716736 Bacteria_16S 1624818 1624766 42 93 gi|219878460|ref|NR_025599.1 
strain BA134 16S ribosomal RNA, partial sequence 1623889 16253 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 
716736 Bacteria_16S 1714771 1714719 42 93 gi| 219878398 |ref|NR_025537.1 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 171532 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobact 
Sphingobacterium. 

716736 Bacteria_16S 1716305 1716253 42 93 gi| 219878397 |ref|NR_025536.1 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 17168 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
716736 Bacteria_16S 1717859 1717807 42 93 gi| 219878396 |ref|NR_025535.1 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 17183 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
716736 Bacteria_16S 1719381 1719329 42 93 gi| 219878395 |ref|NR_025534.1 
strain A37 16S ribosomal RNA, partial sequence 1718445 17199 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
716736 Bacteria_16S 1762074 1761990 11 93 gi|219878364|ref|NR_025503.1 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 176259 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Brachybacterium. 

716736 Bacteria_16S 1830292 1830220 22 93 gi|219878316|ref|NR_025455.1 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 183084 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclac 
716736 Bacteria_16S 1836345 1836273 22 93 gi|219878311|ref|NR_025450.1 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 183689 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
Sterolibacterium. 

716736 Bacteria_16S 1879010 1878938 22 93 gi| 219878282 |ref|NR_025421.1 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 187954 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
716736 Bacteria_16S 1897680 1897608 22 93 gi|219878265|ref|NR_025404.1 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 18982 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
716736 Bacteria_16S 1899223 1899151 22 93 gi|219878264|ref|NR_025403.1 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Bracki 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 
716736 Bacteria_16S 1906298 1906246 42 93 gi| 219878259 |ref|NR_025398.1 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 190681 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibac 
716736 Bacteria_16S 1916912 1916824 7 93 gi|219878250|ref|NR_025389.1 
strain DSM 13256, 16S ribosomal RNA, partial sequence 1915911 1917433 Thermo 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

716736 Bacteria_16S 1923052 1922980 22 93 gi| 219878246 |ref|NR_025385.1 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 192356 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
Ralstonia. 

716736 Bacteria_16S 1947471 1947399 22 93 gi|219878230|ref|NR_025369.1 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
716736 Bacteria_16S 1964203 1964131 22 93 gi|219878219|ref|NR_025358.1 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 196474 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hy 
Thiobacillus. 

716736 Bacteria_16S 1965720 1965648 22 93 gi|219878218|ref|NR_025357.1 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 196621 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales 
Alcaligenes. 

716736 Bacteria_16S 1971521 1971449 22 93 gi|219878214|ref|NR_025353.1 
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716736 Bacteria_16S 2068011 2067939 22 93 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

716736 Bacteria_16S 2069543 2069471 22 93 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

716736 Bacteria_16S 2074178 2074106 22 93 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

716736 Bacteria_16S 2106182 2106134 46 93 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
716736 Bacteria_16S 2122908 2122836 22 93 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

716736 Bacteria_16S 2274777 2274705 22 93 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

716736 Bacteria_16S 2276311 2276239 22 93 gi| 219857549 |ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

716736 Bacteria_16S 2308031 2307959 22 93 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

716736 Bacteria_16S 2330667 2330595 22 93 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

716736 Bacteria_16S 2385200 2385128 22 93 gi|219857470|ref|NR_025058.1| Burkholderia fungorum 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia fungorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

716736 Bacteria_16S 2386724 2386652 22 93 gi|219857469|ref|NR_025057.1| Burkholderia 
caledonica strain LMG 19076 16S ribosomal RNA, partial sequence 2385781 2387256 Burkholderia 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
716736 Bacteria_16S 2408002 2407950 42 93 gi|219857455|ref|NR_025043.1| Riemerella columbina 
strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

716736 Bacteria_16S 2423481 2423429 42 93 gi| 219857443 |ref|NR_025031.1| Aequorivita 
sublithincola strain QSSC9-3 16S ribosomal RNA, partial sequence 2422553 2423991 Aequorivita 
sublithincola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
716736 Bacteria_16S 2461149 2461081 23 90 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

716736 Bacteria_16S 2500322 2500250 22 93 gi| 219857382 |ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

716736 Bacteria_16S 2523113 2523045 23 90 gi|219857362|ref|NR_024950.1| Pseudomonas 
brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 2522145 2523617 Pseudomonas 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

716736 Bacteria_16S 2532218 2532146 22 93 gi|219857356|ref|NR_024944.1| Cupriavidus pauculus 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

716736 Bacteria_16S 2569717 2569645 22 93 gi|219857288|ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

716736 Bacteria_16S 2575991 2575919 22 93 gi|219857284|ref|NR_024915.1] Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
716736 Bacteria_16S 2619132 2619060 22 93 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

716736 Bacteria_16S 2646676 2646604 22 93 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
716736 Bacteria_16S 2649681 2649609 22 93 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 
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716736 Bacteria_16S 2868309 2868237 22 93 gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

716736 Bacteria_16S 2886881 2886809 22 93 gi| 219856865 |ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

716736 Bacteria_16S 2889929 2889857 22 93 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

716736 Bacteria_16S 2898969 2898897 22 93 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

716736 Bacteria_16S 3055497 3055425 22 93 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 

716736 Bacteria_16S 3060049 3059977 22 93 gi|219846882|ref|NR_026474.1| Thauera selenatis 
strain AX39 16S ribosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
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seque 
a; Bur 


219846135 


equenc 
eria; 


219846096 


M 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthi 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
3223121 3223049 22 93 gi|219846772|ref|NR_026364.1 
train Wlr3 16S ribosomal RNA, partial sequence 3222170 322363 
acteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
3350482 3350410 22 93 gi|219846684|ref|NR_026276.1 
6S ribosomal RNA, partial sequence 3349528 33510 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas 
3355104 3355020 11 93 gi|219846680|ref|NR_026272.1 
rain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 335564 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Brachybacterium. 
3359791 3359707 11 93 gi| 219846677 |ref|NR_026269.1 
in CNRZ 925 16S ribosomal RNA, partial sequence 3358821 336033 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Brachybacterium. 
3483383 3483323 22 82 gi| 219846587 |ref|NR_026179.1 
ain DSM 10703 16S ribosomal RNA, partial sequence 3482431 348393 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 
3522888 3522816 22 93 gi|219846561|ref|NR_026153.1 
6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
3550515 3550443 22 93 gi| 219846543 |ref|NR_026135.1 
rain ATCC 25780 16S ribosomal RNA, partial sequence 354957 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
3556692 3556620 22 93 gi| 219846538 |ref|NR_026130.1 
bosomal RNA, partial sequence 3555718 3557247 Zoogloea 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
3579259 3579187 23 94 gi|219846523|ref|NR_026115.1 
IFAM 1003 16S ribosomal RNA, partial sequence 3578376 357978 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizo 
3703860 3703808 42 93 gi|219846434|ref|NR_026025.1 
ain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 370430 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
3770927 3770855 22 93 gi|219846384|ref|NR_025975.1 
ibosomal RNA, partial sequence 3769978 37714 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
3804124 3804052 22 93 gi|219846360|ref|NR_025951.1 
ribosomal RNA, partial sequence 3803146 38046 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
3805638 3805566 22 93 gi|219846359|ref|NR_025950.1 
ain 522 16S ribosomal RNA, partial sequence 3804660 380612 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
3819434 3819351 12 93 gi|219846350|ref|NR_025941.1 
bosomal RNA, partial sequence 3818485 38199 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3855734 3855662 22 93 gi|219846325|ref|NR_025915.1 
ribosomal RNA, partial sequence 3854781 38562 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
3935146 3935094 42 93 gi|219846270|ref|NR_025860.1 


ea 


ae 


ra 


ne 
kh 


e 
Rh 


ref|NR_026365.1 


ickettsieae; 
NR_025841.1 


e; R 
ref 


ref|NR_025839.1 


; Rh 
ref 


odocyclus. 
NR_025833.1 
ceae; Duganella. 
ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025725.1 
121524 412305 
odocyclales; Rho 


rs 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 

Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Clostridium 
2 Clostridium 
ostridium. 

Thauera aromatica 


32 Thauera aromatica Bacteria; 


Clostridium 
2 3551038 Clostridium 
lostridium. 

Zoogloea ramigera 


ramigera Bacteria; 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Helicobacter cinaedi 


57 Helicobacter cinaedi Bacteria; 


cobacter. 
Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Duganella 
7 Duganella 
obacteraceae; 
Petrobacter 
2 Petrobacter 
docyclaceae; 


Duganella. 


ref|NR_025686.1 


Achromobacter spanius 


strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


insolitus strain 
insolitus Bacteri 


strain LMG 5906 1 


716736 Bacteria_16S 


716736 Bacteria_16S 


4177775 4177703 22 93 gi 
LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 
4194617 4194545 22 93 gi 


219846095 
quence 
Burkholde 
219846079 


6S ribosomal RNA, partial sequence 4193672 41950 


ref|NR_025685.1 
4176834 417830 


Achromobacter 
6 Achromobacter 
riales; Alcaligenaceae; Achromobacter. 
ref|NR_025669.1| Kerstersia gyiorum 
85 Kerstersia gyiorum Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
716736 Bacteria_16S 4226363 4226311 42 93 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
716736 Bacteria_16S 4236878 4236826 42 93 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 
716736 Bacteria_16S 34375 34304 23 93 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
716736 Bacteria_16S 43232 43161 23 93 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
716736 Bacteria_16S 84045 83974 23 93 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 
716736 Bacteria_16S 85518 85447 23 93 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
716736 Bacteria_16S 106958 106887 23 93 gi|265678991|ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
716736 Bacteria_16S 120746 120687 23 82 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
716736 Bacteria_16S 123834 123775 23 82 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
716736 Bacteria_16S 155714 155631 12 93 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
716736 Bacteria_16S 270120 270049 23 93 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
716736 Bacteria_16S 274689 274642 47 93 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 
strain S-16 16S ribosomal RNA, partial sequence 273748 275246 Mycoplasma hyosynoviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
716736 Bacteria_16S 279238 279191 47 93 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
716736 Bacteria_16S 300442 300395 47 93 gi|265678860|ref|NR_029166.1| Mycoplasma 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
716736 Bacteria_16S 311150 311099 42 93 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 
716736 Bacteria_16S 374552 374481 23 93 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
716736 Bacteria_16S 397537 397478 23 82 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 
716736 Bacteria_16S 409889 409818 23 93 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
716736 Bacteria_16S 436293 436222 23 93 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
716736 Bacteria_16S 469841 469770 23 93 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
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564826 564759 27 


569344 569285 23 


620698 620615 12 
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93 


train LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


82 


strain R9242 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


93 


gi 


lavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
lavogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


563902 56532 


Micrococcineae; 


gi 


568394 56988 


Actinomycineae; 


gi 
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756220 756149 23 


762246 762175 23 


Firmicutes; 
786883 786812 23 


Bacillales; 


Streptomycetaceae; Streptomyces. 
716736 Bacteria_16S 834367 834308 23 


93 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


93 


93 


82 


gi 
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gi 


gi 


gi 


265678538 


ematophilus strain NEMla 16S ribosomal RNA, partial sequence 


ematophilus Bacteria; Paenibacillaceae; 


265678521 


ain YIM6 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


al sequenc 
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1 sequence 


ococcineae; Mi 
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ref 


ref 


Mi 
ref 


Caminibacter. 


e 553128 554608 
Streptomycineae; 


1 Actinobaculum 


NR_028988.1 
les; 
NR_028981.1 


crobacteriac 
NR_028978.1 


ales; Strept 


profundus Bacteria; 


Streptomyces 
Streptomyces 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Actinobaculum urinale 
urinale Bacteria; 


Actinomycetaceae; Actinobaculum. 
ref |NR_028943.1| Caminibacter 

619766 621178 Caminibacter 
Nautiliales; Nautiliaceae; Caminibacter. 
ref|NR_028846.1| Agromyces albus strain 
7 Agromyces albus Bacteria; 

crobacteriaceae; Agromyces. 

ref|NR_028842.1| Paenibacillus 

761257 762788 Paenibacillus 
Paenibacillus. 
ref|NR_028825.1| Streptomyces 

785920 787418 Streptomyces 


omycineae; 


265678490|ref 


NR_028793.1 


subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 83489 


subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; 


Zymomonas. 


716736 Bacteria_16S 835869 835810 23 


Sphingomonadaceae; Zymomonas. 
716736 Bacteria_16S 838855 838784 23 
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1089685 10911 
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Streptosporangineae; 


NR_028605.1 
07 Microbispora 


Streptos 


NR_028604.1 
1109258 1110720 Collinsella 


Sulfurospirillum 
4 Sulfurospirillum 
Campy lobacteraceae; 


Streptosporangium 
5 Streptosporangium 


Streptosporangineae; 


Streptomyces tauricus 
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Streptosporangiaceae; 
Microbispora corallina 


corallina Bacteria; 
porangiaceae; 


Collinsella 


Coriobacterineae; 


716736 Bacteria_16S 
strain ES10.1 16S 


1131383 1131312 23 93 gi| 253680769 |ref|NR_028017.1 

ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
1317181 1317110 23 93 gi|228715851|ref|NR_027540.1 


str. Twist 16S ri 
Bacteria; Actinob 


metallidurans str 
metallidurans CH3 


Cupriavidus. 


strain MP145 16S 
Tenericutes; Moll 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
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equence 


219846193 


219846192 


19878484 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 


219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 


219878477 


219878450 
1638983 16404 


219878380 
16S ribosomal RNA, partial sequence 1739732 17412 


Micrococ 
ref 


es; 


cteria; Burk 


ref 


equence 
tinomycetale 


ref 
osporanginea 

ref 
tinomycetale 
ref 


uence 
tinomycetale 


ref 
uence 
tinomycetale 


ref 
sequence 
Actinomyceta 


ref 


omycineae; S 
ref 
artial seque 
ridae; Actin 


ref 
omycineae; S 


ref 


A, partial s 


ref 


inea 
ref 


osporang 


osporanginea 


1743779 1743708 23 93 gi 
R2A 16S ribosomal RNA, partial sequence 


219878378 


ref 


1337638 13391 


88 Actinomadura 


1529847 15313 


13 Actinomadura 


1555586 15570 


Streptomycineae; 


1557082 15585 


1558576 15600 


1590391 15918 


77 Streptomyces 


73 Streptomyces 


69 Nocardiopsis 


36 Nocardiopsis 


cineae; 
NR_027607.1 
3 
holderiales; 


NR_027548.1 


NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_025023.1 


e; Thermomon 


NR_025022.1 


e; Thermomon 
NR_025021.1 
0 
Pp 


s; Streptos 


NR_025002.1 


e; Thermomon 
NR_025784.1 
3 


Ss; 


NR_025783.1 
2 
s; Streptomy 
NR_025782.1 
0 
s; Streptomy 
NR_025623.1 
8 
les; Strepto: 
NR_025619.1 


treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 


NR_025617.1 
treptomyceta 


NR_025616.1 
equence 


NR_025589.1 


e; Nocardiop 
NR_025519.1 


e; Nocardiop 
NR_025517.1 


Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 
Tropheryma. 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


orangineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Kitasatospora 
1 Kitasatospora 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


Streptomyces 
8 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 


Nocardiopsis 


1742831 1744318 Nocardiopsis metallicus 


Streptosporangineae; Nocardiopsaceae; 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


strain 525 16S ri 
Proteobacteria; E 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 

sb 
halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


strain CHO01A 16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


1746805 1746734 23 93 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1769502 1769419 12 93 
bosomal RNA, partial sequence 


1 


gi 


ribosomal RNA, partial sequence 


219878376 
sequence 
Actinomyc 


219878358 
1768558 17700 


1934336 19357 


Actinomadura 
0 Actinomadura 
porangineae; 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


ref |NR_025497.1 
21 Nautilia lithotrophica Bacteria; 


psilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

1775434 1775363 23 93 gi|219878353|ref|NR_025492.1| Streptomyces 
n ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

1853123 1853052 23 93 gi|219878299|ref|NR_025438.1| Thermobifida 
train TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermobifida. 

1877459 1877388 23 93 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
in DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

1935262 1935191 23 93 gi|219878238|ref|NR_025377.1| Campylobacter hominis 


49 Campylobacter hominis Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

716736 Bacteria_16S 2035694 2035635 23 82 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

716736 Bacteria_16S 2054386 2054315 23 93 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 2055855 2055784 23 93 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 2157606 2157535 23 93 gi|219857630|ref|NR_025219.1| Streptomonospora alba 


strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 21581 


43 Streptomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 
716736 Bacteria_16S 2201596 2201549 47 93 gi|219857598|ref|NR_025186.1| Mycoplasma moatsii 


strain MK405 16S 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2200688 22021 


48 Mycoplasma moatsii Bacteria; 


Nautilia lithotrophica 


716736 Bacteria_16S 2246997 2246926 23 93 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 2248574 2248503 23 93 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 2253175 2253104 23 93 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
716736 Bacteria_16S 2279355 2279308 47 93 gi|219857547|ref|NR_025135.1| Mycoplasma phocidae 


strain 105 16S ribosomal RNA, partial sequence 2278443 22799 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
716736 Bacteria_16S 2280871 2280824 47 93 gi| 219857546 
strain 852 16S ribosomal RNA, partial sequence 2279959 22814 


08 Mycoplasma phocidae Bacteria; 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


Tenericutes; Moll 
7 
phocicerebrale st 
phocicerebrale Ba 


716736 Bacteria_16S 


strain DSM43926 1 
Actinobacteria; A 


716736 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


716736 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


16736 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 

2282377 2282330 47 93 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2309509 2309438 23 93 gi 


eq 
la 


ctinobacteridae; Actinomycetales; Stre 
2333739 2333668 23 93 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 


pt 


al 
e; 


219857545 


uen 
sma 


219857523 
6S ribosomal RNA, partial sequence 2308611 23100 


osp 


219857507 


se 
Ac 


2401863 2401792 23 93 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


ue 


7 


16736 Bacteria_16S 


2409545 2409474 23 93 gi 


219857459 


nce 


Actinomyc 


219857454 


salina strain YIM90002 16S ribosomal RNA, partial sequence 


Mycoplasma 
ce 0 Mycoplasma 


tacea 


ref 
58 Nonomuraea turkmeniaca Bacteria; 
ineae; Streptosp 
ref|NR_025095.1 
quence 2332775 233429 
tinomycetales; Strept 


orang 

Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


ref|NR_025047.1 
2400924 240237 
etales; Streptos 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


ref|NR_025042.1| Streptomonospora 
2408577 2410105 Streptomonospora salina 


Nonomuraea turkmeniaca 


orangiaceae; Nonomuraea. 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 
716736 Bacteria_16S 


716736 Bacteria_16S 


2477731 2477684 47 


2479203 2479156 47 


93 


strain 3T 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


93 


strain 383 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


716736 Bacteria_16S 


716736 Bacteria_16S 
strain DC333 16S 


716736 Bacteria_16S 


2480712 2480665 47 


2482222 2482175 47 


2485245 2485198 47 


93 


strain H/T1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


93 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


93 


strain TB 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


716736 Bacteria_16S 


2486764 2486717 47 


93 


strain PG13 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2488277 2488230 47 


93 


gi| 219857398 
2476824 24782 


gi| 219857397 
2478295 24797 


gi| 219857396 
2479798 24812 


gi|219857395 
2481316 24827 


gi| 219857393 
2484337 24857 


gi| 219857392 
2485849 24873 


219857391 


ref|NR_024986.1 


ref 


NR_024985.1 


ref|NR_024984.1 


ref|NR_024983.1 


ref|NR_024981.1 
ref 


NR_024980.1 


ref 


Streptosporangineae; Nocardiopsaceae; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


716736 Bacteria_16S 
strain CH20247 16 
Tenericutes; Moll 
716736 Bacteria_16S 
strain M432/72 16 
Tenericutes; Moll 
716736 Bacteria_16S 


gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489790 2489743 47 93 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491301 2491254 47 93 gi 


2487368 24888 


219857390 


2488881 24903 


219857389 


strain 1219 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
716736 Bacteria_16S 


strain VKM Ac-942 


Nocardiopsis. 


716736 Bacteria_16S 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 


2511024 2510953 23 


2512531 2512460 23 


93 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


93 


Actinobacteria; Actinobacteridae; Actinomycetales; 


716736 Bacteria_16S 
albus strain JL 83 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 


716736 Bacteria_16S 


2552805 2552734 23 


2554366 2554295 23 


carbonis strain JL 415 16S ribosomal RNA, 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 


716736 Bacteria_16S 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
716736 Bacteria_16S 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica 


2577521 2577462 23 


2578950 2578891 23 


93 


complete sequence 


93 


2490394 24918 


219857370 
25100 


gi 


219857369 
25115 


gi 


Streptosporangineae; 


219857342 
25518 


gi 


gi|219857341 


complete sequence 25534 


82 


82 


gi|219857283 


gi|219857282 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


716736 Bacteria_16S 


2631349 2631278 23 


93 


strain hl 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


716736 Bacteria_16S 


2670558 2670487 23 


93 


gi|219857238 
2630432 26317 


gi|219857210 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


Streptosporang 


Streptosporangineae; 


Streptomycineae; 


Streptomycineae; 


Proteobacteria; 


716736 Bacteria_16S 
strain CMRI H02 1 


716736 Bacteria_16S 


2672065 2671982 12 93 


gi 


psilonproteobacteria; Campylobacterale 
2676653 2676570 12 93 gi 


219857208 


6S ribosomal RNA, partial sequence 2671138 26725 
S; 


Helicob 
219857205 


NR_024979.1| Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_024958.1| Nocardiopsis trehalosi 
68 2511541 Nocardiopsis trehalosi 
Nocardiopsaceae; 


ref|NR_024957.1| Nocardiopsis tropica 
92 2513043 Nocardiopsis tropica Bacteria; 
Nocardiopsaceae; Nocardiopsis. 
ref|NR_024930.1| Streptacidiphilus 

53 2553362 Streptacidiphilus albus 
Streptomycetaceae; 


ref|NR_024929.1| Streptacidiphilus 
13 2554923 Streptacidiphilus carbonis 
Streptomycetaceae; 
ref|NR_024914.1| Cellulomonas iranensis 
Cellulomonadaceae; Cellulomonas. 
ref|NR_024913.1| Cellulomonas persica 
Bacteria; 

; Cellulomonadaceae; Cellulomonas. 
ref|NR_024866.1| Methylarcula terricola 
92 Methylarcula terricola Bacteria; 
aceae; Methylarcula. 

ref |NR_024838.1| Microbispora mesophila 
87 Microbispora mesophila Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_024836.1| Helicobacter ganmani 
55 Helicobacter ganmani Bacteria; 
acteraceae; Helicobacter. 

ref |NR_024833.1| Lebetimonas acidiphila 


strain Pd55 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


716736 Bacteria_16S 
silvatica strain 


Streptosporangiaceae; 
716736 Bacteria_16S 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 


2693091 2693020 23 


Planotetraspora. 
2751434 2751363 23 


Streptosporangiaceae; Microtetraspora. 


716736 Bacteria_16S 


2752928 2752857 23 


93 


TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


93 


93 


2675717 26771 
gi|219857193 


gi| 219857152 


gi|219857151 


sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Lebetimonas. 
ref |NR_024821.1 

2692168 269363 
ales; Streptospo 


ref|NR_024780.1 
2750506 275194 
Strepto 


47 Lebetimonas acidiphila Bacteria; 


Planotetraspora 
9 Planotetraspora 
rangineae; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


ref|NR_024779.1 
2752000 275344 


Planomonospora 
5 Planomonospora 


sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Planomonospora. 


Streptosporangineae; 


716736 Bacteria_16S 2754424 2754353 23 93 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

716736 Bacteria_16S 2772539 2772468 23 93 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 2774074 2774003 23 93 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
716736 Bacteria_16S 2775612 2775541 23 93 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
716736 Bacteria_16S 2819262 2819191 23 93 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

716736 Bacteria_16S 2820755 2820684 23 93 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

716736 Bacteria_16S 2822249 2822178 23 93 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 


Actinomycetales; 


716736 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 
L 
strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
716736 Bacteria_16S 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


716736 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 
7 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 


716736 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


716736 Bacteria_16S 


strain ATCC 25470 
Actinobacteria; A 
7 
deleyianum strain 


Campylobacteraceae; Sulfurospirillum. 

716736 Bacteria_16S 3212482 3212399 12 93 gi|219846780|ref|NR_026372.1 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 321297 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 

Helicobacter. 

716736 Bacteria_16S 3218564 3218513 43 93 gi|219846775|ref|NR_026367.1 


strain NR-27 16S 


Planomonospora parontospora subsp. 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


Streptosporangineae; Streptosporangiac 
2831331 2831260 23 93 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2832869 2832798 23 93 gi 
16S ribosomal RNA, partial sequence 
Stre 
2843507 2843436 23 93 gi 
SK-3255 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Actinobacteridae; Act 
; Kitasatospora. 

2962652 2962581 23 93 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2979442 2979371 23 93 gi 
rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

3034104 3034033 23 93 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3105033 3104962 23 93 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
3138016 3137941 19 93 gi 
Spirillum 5175 16S ribosomal RNA, par 


ea 


, 


pt 


, 


gi 
oc 


se 
ae 


v 
eq 
id 


pt 


‘ta 


ribosomal RNA, partial sequence 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 
716736 Bacteria_16S 3220092 3220033 23 82 gi|219846774|ref|NR_026366.1 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprot 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; C 
716736 Bacteria_16S 3236758 3236687 23 93 gi| 219846763 |ref|NR_026355.1 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 323732 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

716736 Bacteria_16S 3250302 3250231 23 93 gi|219846754|ref|NR_026346.1 


antibiotica Bacteria; Actinobacteria; 


219856903 
eq 
Actinomyc 


219856902 


219856895 


219856815 
2961676 29631 


219846937 


219846900 


219846852 


219846830 


3217640 32191 


e; Planomonospora. 
ref |NR_024724.1 
2830390 283187 


etales; Strepto 


uence 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


28319 
omycinea 


ence 
inomycet 


’ 


ref|NR_024634.1 
71 Streptococcus 
cus. 
ref|NR_026529.1 

2978510 297999 
mycetales; Strep 


quence 
Actino: 


v 


ref |NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref|NR_026444.1 
98 3105578 Strept 
e; Streptomyceta 
ref |NR_026422.1 
nce 313708 


uence 


iales; C 


31040 
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CCGCAAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAA 
GGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACTGACCCTCGCAGGCATCTGCGAGGTTCGAAA 
GCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTT 
CGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCA 
AGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGC 
TAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGC 
AGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGA 
CGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAAGCCCTTCGGGGTGTTGGGGACTCACGGGAGACCGCCGGGGTC 
AACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCAAGGTG 
GAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTG 
GCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNTGATCCTGGCTCANAGTGAACGCTGGCGGCAGGCC TAACACATGCAAGTCGAACGGCAGCACAGAGGAGCTTGCTCCTTGGGTGGCGAGTGGCGGACG 
GGTGAGGAATACGTCGGAATCTGCCTATTTGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGCTTC 
GCGCAGATAGATGAGCCGACGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAAC 
TGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTT 
GTAAAGCACTTTTGTCCGGAAAGAAAAGCTTCGGGTTAATACCCCGAGGTCATGACGGTACCGGAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTA 
ATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTTGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCATT 
GGAAACTGGCTTACTAGAGTGCGGTAGAGGGTAGTGGAATTCCCGGTGTAGCAGTGAAATGCGTAGATATCGGGAGGAACATCTGTGGCGAAGGCGACTACCTGG 
ACCAGCACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGAGCAACTTGG 
CTCTCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGAAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCTTCGGGAACCGTGAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCG 
CGAGGGCAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTG 
GCCGATGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCTTA 
ACACATGCAAGTCGAACGGTAACAGGAAGAAAGCTTGCTTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTTATGGAGGGGGATAAC 
TACGGGAAACTGTAGCTAATACCGCGTAATATCTTCGGATTAAAGTGTGGGACCTTCGGGCCACATGCCATAAGATGAGCCCAAGTGAGATTAGGTAGTTGGTGA 
GGTAAAGGCTCACCAAGCTGACGATCTCTAGCTGGTTTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCTTTCGGGTTGTAAAGTTCTTTCAGCGATGAGGAAGGTGCTATATCTAATA 
GGTGTAGCAATTGACGTTAGTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAA 
AGGGCACGCAGGCGGTTGTCTAAGTCAGATGTGAAAGCCCCGAGCTGAACTTGGGAATTGCATTTGAGACTGGGCGACTAGAGTCCTCTAGGGAGGGGTAGAATT 
CCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGAGAGAGACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGGGGTTGGGCTTTAAGCTTGGCGCCCGTAGCTAACGTGATAAATCGACCGCCTGGGGAG 
TACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGAC 
ATCCATAGAAGAGCTCAGAGATGAGCTTGTGCCTTCGGGAACTATGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTATCCTTTGTTGCTAGCAGGTAATGCTGAGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGACGACGTCAAGTCATCA 
TGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCGGCGAACCTGCGAGGGTGAGCGAATCTCAGAAAGTACGTCTAAGTCCGGATTG 
GAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTATGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAA 
CCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCCGACGTGAAAGGGGAGC 
AATCCCCCGGTAGGGTGGCANACGGGTGAGTAATACATGGGTGATCTACCTTAGGGATGGGGATATCCTTCCGAAAGGAGGGGCAATACCGAATATTGTCCGGAG 
CCGTGAAGGGTTCCGGGGAAAGGGAGGCCTCTGATACAAGCTTTCGCCTTAAGATGAGCCCATGGCCCATCAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCTA 
CGACGGGTCGCTGGTCTGAGAGGACGACCAGCCACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCNCAATGGGGGAAAC 
CCTGACGCAGCAACGCCGCGTGTGGGAAGAAGGCCTTCGGGTCGTAAACCACTTTTGCACGGGACGAAAAAGGGATATCGAACAAATATCCCCGATGACGGTACC 
GTGAGAATAAGCCACGGCTAACTCTGTGCCAGCAGCCGCGGTAAGACAGAGGTGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGAGTCTGTAGGTGGTTTGTC 
AAGTCTTTGGTGAAAGGCCGTAGCTTAACTATGGGAATGCCAAAGAGACTGGCAGGCTGGAGGCTGGGAGAGGGAAGCGGAATTTCTGGTGTAGCGGTGAAATGC 
GTAGATATCAGAAGGAAGGCCGGTGGCGAAGGCGGCTTCCTGGAACAGTCCTGACACTGAGAGACGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGGGTACTANGTGTGGAGGGGTTAAACCCTCCGTGCCGCAGCAAACGCAGTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGTGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCTAGGCTTGACATGTGGTGAGTAGCGAACCG 
AAAGGGGAGCGACCCGTCAAATCGGGCCATCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTCAGTCCCGCAACGAGCGCAACCCT 
CGCCCTTTGTTGCCATCGGGTAAAGCCGGGCACTCTAAGGGGACTGCCAGCGACAAGT TGGAGGAAGGAGAGGATGACGTCAAGTCATCATGGCCTTTATGCCTA 
GGGCCACACACGTGCAACAATGGCCGGTACAGACGGAGGCAATGCCGAGAGGCGGAGCAAACCCGAGAAAACCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGA 
CCTCATGAAGTCGGAATCGCTAGTAATCGCATATCAGAACGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTTGTTGTAC 
CCGAAGTCGGTGCCTTAACCTCGCAAGAGGAGAGAGCCGCCCAAGGTATGGCCGATGATTGGCGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTGAAGAGGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAAC 
ACGTGGGTAACCTACCTATAAGACTGGAATAACTCCGGGAAACCGGGGCTAATGCCGGATAATATGTTGAACCGCATGGTTCAACAGTGAAAGACGGTTTTGCTG 
TCACTTATAGATGGACCCGCGCCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAAC 
TGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATC 
GTAAAGCTCTGTTGTTAGGGAAGAACAAATGTGTAAGTAACTGTGCACATCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATT 
GGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGG 
TCTGCAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGC 
CCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTTTGACCGCTCTAGAGATAGAGTTTTCCTCTTCGGAGGACAAAGTGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGCTGACTG 
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ribosomal RNA, 


Streptomyces. 


3926072 3926001 23 93 


Streptomyces. 


3927652 3927581 23 93 


Streptomyces. 
3929233 3929162 23 93 
complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


strain YIM 90010 


716736 Bacteria_16S 


4061904 4061833 23 93 


Actinobacteria; Actinobacteridae; Actinomycetales; 


716736 Bacteria_16S 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 40776 
Clostridia; 


Firmicutes; 
Mahella. 


716736 Bacteria_16S 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


4077041 4076970 23 93 
Thermoanaerobacterales; 


4201984 4201913 23 93 


Streptomyces. 


complete 


gi|219846397 


Micromonosporineae; 


Actinomycetales; 


Micromonosporaceae; 


ref|NR_026018.1| Actinoplanes 

3713443 3714853 Actinoplanes 
Micromonosporineae; 
ref 


NR_025988.1| Mycoplasma canadense 


3751943 3753408 Mycoplasma canadense Bacteria; 


gi| 219846393 


ref|NR_025984.1|] Mycoplasma alkalescens 


3757993 3759456 Mycoplasma alkalescens Bacteria; 


gi|219846373 


ref|NR_025964.1| Mycoplasma simbae 


3785096 3786526 Mycoplasma simbae Bacteria; 


gi| 219846363 


ref|NR_025954.1| Mycoplasma agassizii 


3798661 3800102 Mycoplasma agassizii Bacteria; 


gi| 219846349 


gi|219846345 


3826129 3827602 Helicobacter 
Helicobacteraceae; 


gi| 219846316 


gi|219846278 


complete sequence 
Actinomycetales; 


gi| 219846277 


219846276 
sequence 


gi 


gi| 219846275 


3928271 3929800 Streptomyces 
Streptomycineae; 


gi|219846178 


16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis 
Streptosporangineae; 


gi| 219846168 


Thermoanaerobacterales Family IV. 


gi|219846074 


Campylobacterales; 


38684 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


complete 


Actinomycetales; 


ref|NR_025940.1| Helicobacter 
3820008 3821492 Helicobacter 


Helicobacteraceae; 


Helicobacter felis 
felis Bacteria; 
Helicobacter. 
ref|NR_025906.1] Arcobacter 

19 3869879 Arcobacter nitrofigilis 
Campylobacteraceae; Arcobacter. 
ref|NR_025868.1| Streptomyces 
3923529 3925059 Streptomyces 
Streptomycineae; 


ref|NR_025935.1 


ref|NR_025867.1| Streptomyces 
sequence 3925110 3926640 Streptomyces 
Streptomycineae; 


ref |NR_025866.1| Streptomyces 
3926691 3928220 Streptomyces 
Streptomycineae; 
ref Streptomyces scabiei 
scabiei Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_025768.1| Nocardiopsis salina 
salina Bacteria; 
Nocardiopsaceae; Nocardiopsis. 
ref|NR_025758.1| Mahella australiensis 
04 Mahella australiensis Bacteria; 
Incertae Sedis; 


NR_025865.1 


ref|NR_025664.1| Streptomyces 
4201082 4202529 Streptomyces 


Streptomycineae; 


716736 Bacteria_16S 4203482 4203411 23 93 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
716736 Bacteria_16S 4217251 4217180 23 93 gi| 219846063 |ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

716736 Bacteria_16S 268627 268557 23 93 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

716736 Bacteria_16S 389870 389784 10 93 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

716736 Bacteria_16S 979569 979495 20 93 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 


strain II-2 16S r 


Bacteroidetes; 


Actinobacteria; 
Actinomadura. 
Bacteria; 


verrucosospora 
verrucosospora 


Thermomonosporace 
716736 Bacteria_16S 
rugatobispora str 
rugatobispora Bac 
Thermomonosporace 
716736 Bacteria_16S 
luteofluorescens 

luteofluorescens 

Thermomonosporace 
716736 Bacteria_16S 
libanotica strain 
libanotica Bacter 
Thermomonosporace 


7 


Actinobacteria; 
Actinomadura. 


716736 Bacteria_16S 


strain C-1 16S 
Proteobacteria; 


716736 Bacteria_16S 
alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum. 
716736 Bacteria_16S 
tunicata strain D 
Proteob 
Pseudoalteromonas 
16736 Bacteria_16S 
limnophilus strai 
limnophilus Bacte 


Bacteria; 


7 


Planctomyces. 


716736 Bacteria_16S 
abactoclasticum s 
abactoclasticum B 


7 


716736 Bacteria_16S 
strain USDA 9030 


716736 Bacteria_16S 
capsulatus strain 
Proteob 
716736 Bacteria_16S 


16736 Bacteria_16S 
strain IFO 14679 


16736 Bacteria_16S 


ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1503605 1503532 23 93 


Sp 
gi 


1623328 1623258 24 93 gi 
teria; Proteobacteria; 
2311024 2310954 23 93 
ibosomal RNA, partial sequence 


Actinobacteridae; Actinomycetales; 


gi 


3577774 3577736 44 
216 16S ribosomal RNA, 


82 gi 


3724943 3724873 23 93 gi 
strain A-184 16S ribosomal RNA, partial 
Ba 
Actinomadura. 


3726404 3726334 23 


ae; 


93 gi 


Actinomadura. 
3729311 3729241 23 


ae; 


93 gi 


Actinomadura. 
3730766 3730696 23 93 gi 
IFO 14095 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

ae; Actinocorallia. 

3732223 3732153 23 


ae; 


93 gi 


Actinobacteridae; Actinomycetales; Stre 
3836000 3835941 22 82 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
4027150 4027108 52 93 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


gi 
ri 
G 


9866 9806 30 90 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
218567 218498 25 93 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


298947 298876 23 93 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
408389 408348 41 82 gi 


978631 98004 
Sap 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
716736 Bacteria_16S 
stercoricanis str 
stercoricanis Bac 
716736 Bacteria_16S 
strain A290 16S r 


ain 5BAC4 16S ribosomal RNA, partial s 
Betaproteobacte 


2310109 23115 
Stre 


complete seque 
acteria; Alphaproteobacteria; Rhizobia 


cteria; Actinobacteria; Actinobacterid 


ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


16S ribosomal RNA, partial sequence 3731323 37327 


3835060 38365 


rospiracea 
219846475 


biaceae; R 
219878461 
equence 

ria; Burkh 
219857522 
ptosporang 
219846524 
nce 35769 
les; Brady 
219846418 
sequence 
ae; Acti 


: no 


219846417 
al sequenc 
e; Actinom 


219846415 
1 sequence 
idae; Acti 


219846414 
sequence 
Actinomyce 


219846413 
ptosporang 
219846338 
Halomonad 
219846205 


equence 
ria; Desul 


265679057 
8961 
nadales; P 
265678917 
equence 
Planctomy 


265678861 
equence 
roplasmata 


e; L 
ref 


hizo 
ref 


olde 
ref 


inea 
ref 


rhiz 
ref 


myce 
ref 
ycet 
ref 
nomy' 
ref 
tale 
ref 

inea 
ref 


acea 
ref 


foba 
ref 
seud 


ref 


ND 


ceta 
ref 


les; 


265678783 


ammonificans strain HB-1 16S ribosomal RNA, partial sequence 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 


ewinella. 


riales; Alc 


e; Thermomo 


obiaceae; B 


tales; Stre 


ales; 


cetales; St 


s; Streptos 


e; Thermomo 


e; Halomona 


D 


cterales; 


Pseud 
oalteromona 
Planct 


les; 


Anaeroplas 


ref 


NR_026067.1 
57 Rhizobium tropici Bacteria; 
bium/Agroba 
NR_025600.1 
1622384 16238 


NR_025110.1 
29 Actinomadura 


NR_026116.1 
05 3578325 Blast 


NR_026009.1 
3724040 37254 


NR_026008.1 
e 3725501 37269 
Strep 


NR_026006.1 
3728410 37298 


NR_026005.1 
3729869 37312 


NR_026004.1 
31 Actinomadura 


NR_025928.1 
33 Halomonas halodurans Bacteria; 
NR_025795.1 


4026183 40277 


NR_029365.1 
10291 


NR_029225.1 
17606 21913 


NR_029167.1 
298000 29944 


NR_029088.1 


8 Lewinella cohaerens Bacteria; 


Rhizobium tropici 

cterium group; Rhizobium. 
Sutterella 

8 Sutterella 

ligenaceae; Sutterella. 
Actinomadura mexicana 

mexicana Bacteria; 

nosporaceae; 


3 
a 


Blastobacter 

bacter capsulatus 

astobacter. 
Actinomadura 

0 Actinomadura 

tosporangineae; 


° 
1 


5 
Pp 


Actinomadura 
6 Actinomadura 
osporangineae; 


0 
t 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


1 
xr 


Actinocorallia 
2 Actinocorallia 
orangineae; 


7 
Pp 


Actinomadura coerulea 
coerulea Bacteria; 
nosporaceae; 


Halomonas halodurans 


s. 
Desulfatibacillum 

6 Desulfatibacillum 

sulfobacteraceae; 


0 
e 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


fo) 
d 


Planctomyces 
Planctomyces 
mycetaceae; 


3 
fo} 


Anaeroplasma 
5 Anaeroplasma 
mataceae; Anaeroplasma. 
Thermovibrio 


407444 408915 Thermovibrio 


rasiliensis DSM 
lanctomyces. 


7 
b 
b 
P 
7 
Thermotogae; 


strain DSM 5069 1 
Bacteria; Thermot 


strain DSM 9442 1 
Thermotogae; Ther 


glomerans strain 
glomerans PW2 Bac 


Coriobacteriaceae 


bronchiseptica st 
bronchiseptica Ba 


strain ES2772 16S 


16736 Bacteria_16S 
rasiliensis stra 


16736 Bacteria_16S 
strain TMO 16S ri 
Ther 
716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; 
2790742 2790657 10 


Thermotoga. 
93 gi 
he 


ogae; Thermotogales; Thermotogaceae; T 


3451534 3451465 10 78 gi 


ribosomal RNA, partial sequence 


1393543 13950 


219857123 
6S ribosomal RNA, partial sequence 2789778 27912 


219846609 
6S ribosomal RNA, partial sequence 3450571 34520 


ref|NR_024751.1 
rmotoga. 


ref|NR_026201.1 


128870 13034 


motogales; Thermotogaceae; Thermotoga. 

3497147 3497062 10 93 gi|219846578|ref|NR_026170.1 
DSM 20642 16S ribosomal RNA, partial sequence 3496207 349764 
teria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriob 
; Coriobacterium. 

3807152 3807080 22 93 gi| 219846358 |ref|NR_025949.1 
rain Dog 71 16S ribosomal RNA, partial sequence 3806174 380763 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alc 

129798 129746 42 93 gi|265678976|ref|NR_029284.1 


694996 694927 25 93 gi| 265678586 |ref|NR_028891.1| Planctomyces 

in DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 

5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
1394527 1394458 10 78 gi|228715897|ref|NR_027542.1| Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Coriobacterium 
1 Coriobacterium 
acterineae; 


Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

716736 Bacteria_16S 315696 315644 42 93 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

716736 Bacteria_16S 317160 317108 42 93 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

716736 Bacteria_16S 324833 324781 42 93 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

716736 Bacteria_16S 326363 326311 42 93 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

716736 Bacteria_16S 327887 327835 42 93 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 


strain WPH 179 16 
Bacteroidetes; Ba 


716736 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


716736 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 
7 
defluvii strain B 
Bacteria; Bactero 


716736 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


716736 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


716736 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


716736 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


716736 Bacteria_16S 


strain R 16S ribo 
Proteobacteria; A 
fever group. 


16736 Bacteria_16S 


S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
505338 505250 7 93 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
566322 566270 42 93 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; 


ae 


F 


622155 622103 42 93 gi 
2 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
729755 729703 42 93 gi 
bosomal RNA, partial sequence 


Ss; 


avobacteria; Flavobacteriales; Flavoba 
809915 809845 27 99 gi 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


1054514 1054442 22 93 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1129862 1129810 42 93 


gi 


lphaproteobacteria; Rickettsiales; Ric 


716736 Bacteria_16S 


1151035 1150967 23 90 


gi 


326926 32843 


265678715 
504361 50587 


265678675 
sequence 

lavobacter 
265678637 


265678562 
728785 73027 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
800705 800653 42 93 gi|265678512|ref|NR_028815.1 
ribosomal RNA, partial sequence 799765 80123 


cteriaceae 
265678506 
ence 80896 
nadales; 


265678341 
uence 
teria; 


253680770 
somal RNA, partial sequence 1128958 1130397 Ricke 


kettsiacea 


253680756 


ella 
ref 


Prevot 


NR_029020.1 


, 


ref|NR_028980.1 
565378 566823 
iales; Flavobact 


ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref|NR_028866.1 


62122 
Flavoba 


; Kaistella. 
ref|NR_028809.1 
8 810417 Pseudo 
Pseudoalteromonad 
ref|NR_028643.1 

1053566 105500 
Campylobacterales; 


ref 
ttsi 
e; R 


NR_028018.1 
a rickettsii 
ickettsieae 


’ 


ref 


5 Prevotella oulorum Bacteria; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Chryseobacterium 
obacterium defluvii 
seobacterium. 
Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Rickettsia rickettsii 
Bacteria; 


Rickettsia; spotted 


NR_028004.1 


Thalassospira 


lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 


Bacteria; Aquific 
7 
AT1047 16S riboso 
Flavobacteria; Fl 


strain AT1013 16S 
Bacteroidetes; Fl 


ATCC 43183 16S ri 
Bacteria; Bactero 
7 
strain 4-0 16S ri 
Actinobacteria; A 


strain CCUG 43457 
Bacteroidetes; Ba 


joostei strain LM 
joostei Bacteria; 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 
7 
strain M384 16S r 
Bacteroidetes; Ba 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


strain Loup-1 16S 
Bacteroidetes; Ba 


strain A3.12 16S 


Proteobacteria; D 


strain EPSA11 16S 
Bacteroidetes; Ba 


strain EHS11 16S 
Bacteroidetes; Ba 


ithotrophicum st 
ithotrophicum Ba 


SNrRRNA 


subterraneus stra 
subterraneus Bact 


strain JCM 6484 1 
Firmicutes; Clost 


hydrogenophilus s 
hydrogenophilus B 


strain 1145589 16 
Bacteroidetes; Ba 


strain 10371 16S 
Bacteroidetes; Ba 
7 
termitidis strain 
termitidis Bacter 
Desulfovibrio. 


716736 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


716736 Bacteria_16S 


strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 12317 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


1231284 1231212 11 82 gi 
ae; Aquificales; Aquificaceae; Thermoc 
1273434 1273382 42 93 gi 
mal RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
1274856 1274804 42 93 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1295941 1295889 42 93 gi 
bosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
1781632 1781549 11 93 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1786053 1786001 42 93 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
1920010 1919958 42 93 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1921518 1921466 42 93 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


Sej 
gi 


Ba 
gi 


2046581 2046529 42 93 
ibosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
2533751 2533691 22 82 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2700564 2700512 42 93 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2702104 2702052 42 93 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2721640 2721568 22 93 gi 
rain 42BKT 16S ribosomal RNA, partial 

cteria; Proteobacteria; Epsilonproteob 
2823805 2823733 11 82 gi 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 
2888406 2888346 22 82 gi 
ridia; Clostridiales; Eubacteriaceae; 

2996199 2996127 11 82 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3016004 3015952 42 93 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3145550 3145498 42 93 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3379553 3379487 23 89 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


3409866 3409814 42 93 gi 
16S ribosomal RNA, partial sequence 


idetes; Bacteroidia; Bacteroidales; Po 


716736 Bacteria_16S 


3547442 3547390 42 93 gi 


ri 


on 


ct 


ct 


oc 


ue 
ct 


1 


2393419 23948 


da 


B 


ae 


ae 


se 
ac 


ue 
ce 


219878275 
219846220 
1272544 1273908 Sejon 


219846219 
1273959 12753 


224581415 
1295007 12963 


219878349 
1780670 17821 


219878345 
da 
219878248 
219878247 
av 


219878161 
2045623 20471 


219857355 
2532800 25342 


219857188 
2699606 27010 


219857187 
2701149 27026 


219857174 


219856908 


ref|NR_025414.1 
93 Thermocrinis 
nis. 
ref 
gia 


NR_025810.1 
jeonii Bact 
gia. 


ref|NR_025809.1 


; Sejongia. 
ref|NR_027196.1 
48 Bacteroides 
ae; Bacteroides. 
ref |NR_025488.1 


eriaceae 


eroidace 


occineae; Micrococcacea 
ref |NR_025484.1 
30 1786580 Dysgo 
sgonomonas. 
ref |NR_025387.1 
1919085 192055 
Flavobacteriac 
ref|NR_025386.1 
1920604 192206 
ales; Flavobact 


17851 
ceae; Dy 


nce 
eriales; 


sequence 
obacteri 


, 


ref|NR_025300.1 


84 Porphyromonas 
rphyromonas. 
ref|NR_024943.1 
56 Peredibacter 
oracaceae; Pere 
ref|NR_024816.1 


ceae; Po 


acteriov 


’ 


ella. 
ref|NR_024815.1 


Prevot 


’ 


ella. 

ref |NR_024802.1 
2720705 272211 

ulfurovum. 

ref |NR_024729.1 
2822817 282431 

ogenobacter. 


Prevot 


quence 
teria; S 
nce 


ae; Hydr 


Eu 


Ss 


ic 


da 


ae 


eq 
a; 


rp 


219856864 
6S ribosomal RNA, partial sequence 2887459 28889 


219846926 
219846913 
3015068 30165 


219846825 
3144616 31460 


219846663 


219846638 


ref |NR_024683.1 
bacterium. 
ref|NR_026518.1 
2995219 299673 
ydrogenobacter. 
ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 
ref|NR_026417.1 


equence 


aceae; H 


ceae; Dy 


v 


ella. 
ref|NR_026255.1 

3378593 338009 
vibrionales; Des 


Prevot 


uence 
Desulfo 


ref|NR_026230.1 
32 3410401 Porphy 
daceae; Porphyro 


34089 
hyromona 


219846545 


ref |NR_026137.1 


e 


n 


e 


e 


Thermocrinis albus 


albus DSM 14484 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Bacteroides stercoris 


stercoris ATCC 43183 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
e: 


Citricoccus. 
Dysgonomonas mossii 
omonas mossii Bacteria; 


v 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
2058905 2058837 23 90 gi|219878152|ref|NR_025291.1| Streptomyces 
strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
2394353 2394301 42 93 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 


gulae Bacteria; 


Peredibacter starrii 


starrii Bacteria; 
d 


ibacter. 
Prevotella salivae 


98 Prevotella salivae Bacteria; 


Prevotella shahii 


38 Prevotella shahii Bacteria; 


Sulfurovum 
0 Sulfurovum 


Hydrogenobacter 
3 Hydrogenobacter 


Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Hydrogenobacter 
2 Hydrogenobacter 


Dysgonomonas gadei 


gadei Bacteria; 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Porphyromonas catoniae 
romonas catoniae 

monas. 

Porphyromonas cansulci 


strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 


Bacteroidetes; Ba 


cteroidia; Bacteroidales; 


Porphyromonadaceae; 


Porphyromonas. 


Bacteroidetes; 
716736 Bacteria_16S 


Bacteroidia; 
3679788 3679736 42 


Rickettsia; spotted fever group. 
716736 Bacteria_16S 3781508 3781456 42 


fever group. 


716736 Bacteria_16S 3846652 3846600 42 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteri 


Rickettsia; spotted fever group. 
716736 Bacteria_16S 3848142 3848090 42 


Bacteria; 
spotted fever group. 


716736 Bacteria_16S 3849632 3849580 42 


strain B422 16S ribosomal RNA, partial sequence 


Bacteroidales; Prevotellaceae 


93 


93 


strain RB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricke 


93 


93 


93 


strain Mtul 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricke 


fever group. 


716736 Bacteria_16S 3863293 3863241 42 


93 


strain Q-1 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
716736 Bacteria_16S 
strain ATCC 29800 


Bacteroidia; 
3864813 3864761 42 


Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 
716736 Bacteria_16S 3866331 3866279 42 93 gi| 219846318 |ref 
strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 38668 


acteroidetes; 
16736 Bacteria_16S 


Bacteroidia; 
3870902 3870819 12 


rcobacter. 
16736 Bacteria_16S 
strain IFO 15474 


3901722 3901651 23 


Herbidospora. 
716736 Bacteria_16S 184638 184558 12 
1787 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
716736 Bacteria_16S 201545 201475 23 


Bacteroidales; 


Bacteroidales; 


93 


Porphyromonada 
219846315 


93 


93 


93 


93 


strain 22 16S ribosomal RNA, partial sequence 


Firmicutes; 
716736 Bacteria_16S 


Clostridia; Clostridiales; 
241520 241450 22 


93 


strain 717 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burk 


complex. 
716736 Bacteria_16S 
strain SEBR 7054 
Thermotogae; Thermotogales; 
716736 Bacteria_16S 267152 267081 22 


247663 247608 23 


78 


Thermotoga. 


93 


strain OXB 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 


716736 Bacteria_16S 
strain ATCC 23391 


288260 288213 47 


93 


3572354 35738 
; Prevotella. 
219846451 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequ 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacter 


gi 


gi 


gi 


gi 


strain ATCC VR-611 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsia 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 


gi 


B 

Lb 

cryaerophilus strain A 169/B 16S ribosomal RNA, partial 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobact 
A 

7 


gi 


716736 Bacteria_16S 3548974 3548922 42 93 gi|219846544|ref 
cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; 
716736 Bacteria_16S 3573284 3573232 42 93 gi| 219846527 |ref 


s 


219846376 
3780594 37820 


219846331 
complete seq 


219846330 
3847238 3848677 Ricket 


219846329 
3848728 38501 


219846320 
3862330 38638 
Rikenellaceae; 
219846319 
3863852 3865319 Alisti 


ref 
ence 
ia; Ricketts 


ref 


ref 
uence 
a; Rickettsi 


ref 
Rickett 


les; 


ref 


ref 


Rikenella. 
ref 


ceae; Porphy 
ref 
equence 


eria; Campyl 


Strept 


gi 


gi 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


716736 Bacteria_16S 803806 803759 47 


93 


strain PG14 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


716736 Bacteria_16S 840431 840361 23 


Bacillales; Bacillaceae; Geobacillus. 
716736 Bacteria_16S 890212 890141 23 


Thermomonosporaceae; Actinomadura. 


93 


93 


gi 


gi 


gi 


cl 


219846294 
16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


265678940 
183663 185179 Clostridi 
Clostridiaceae; 
265678929 
200572 20203 
Clostridiales Fami 
265678901 
240595 24207 


265678897 
16S ribosomal RNA, partial sequence 246697 24821 
Thermotogaceae; 
265678882 
266185 26767 
alobacteraceae 
265678868 
287341 288773 Mycopl 


265678510 
802889 80433 


265678486 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacill 


265678451 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 
osporanginea 
ref 


ostridium. 
ref 


ly XI. Incer 
ref 


holderiaceae 


ref 


ref 


ref 


ref 


ref 


ref 


3548038 354952 


3678896 368032 


3845748 384718 


42 Porphyromonas 


3869930 387139 


68 Herbidospora 


NR_026136.1 


Porphyromonadaceae; 


NR_026119.1 


NR_026042.1 
iales; 


NR_025967.1 


NR_025921.1 
ales; Ricket 
NR_025920.1 


siaceae; Ric 


NR_025919.1 


NR_025910.1 


NR_025909.1 


NR_025908.1 


romonas. 
NR_025905.1 


obacterales; 
NR_025884.1 
e; 


Streptosp 


NR_029248.1 
um nexile DS 


NR_029237.1 


tae Sedis; H 
NR_029209.1 


; Burkholder 


NR_029205.1 


NR_029188.1 


; Oxalobacte 
NR_029174.1 


NR_028813.1 


NR_028789.1 
us uzenensis 


Rickettsiaceae; 


Porphyromonas 
1 Porphyromonas 
Porphyromonas. 
Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Rickettsia 
3 Rickettsia 
Rickettsieae; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 
ttsiaceae; Rickettsieae; 


Rickettsia; spotted 
Rickettsia 

7 Rickettsia 

tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 
ttsiaceae; Rickettsieae; 


Rickettsia; spotted 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Arcobacter 
1 Arcobacter 


Campy lobacteraceae; 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Clostridium nexile DSM 
M 1787 Bacteria; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Burkholderia cepacia 


2 Burkholderia cepacia Bacteria; 


ia; Burkholderia cepacia 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


Gs 
Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Actinomadura 


NR_028753.1 


Strep 


889276 890727 Actinomadura 


tosporangineae; 


7 


ATCC 49989 Bacteria; 
716736 Bacteria_1 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
716736 Bacteria_1 
nitrativorans str 
nitrativorans Bac 
716736 Bacteria_1 
hongkongensis str 
hongkongensis Bac 


6S 1505150 1505079 23 93 gi|219846440 

ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Eubac 
6S 1725531 1725459 23 93 gi| 219878391 


Actinomycetaceae; 


Tenericutes; Moll 
strain MX9 16S ri 
Tenericutes; Moll 
1 
strain 486 16S ri 


Tenericutes; Moll 


Bacteria; Teneric 


strain 462/2 16S 
Tenericutes; Moll 


Tenericutes; Moll 


716736 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


716736 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


716736 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


716736 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


716736 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


716736 Bacteria_16S 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


716736 Bacteria_16S 


denitrificans str 
denitrificans Bac 


716736 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


716736 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


716736 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


716736 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


716736 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


16736 Bacteria_1 


716736 Bacteria_1 
strain 128 16S ri 


716736 Bacteria_16S 


716736 Bacteria_16S 
lagogenitalium st 
agogenitalium Ba 
716736 Bacteria_16S 


716736 Bacteria_16S 


gallopavonis stra 


716736 Bacteria_16S 
strain H831 16S r 


6S 1936746 1936675 23 93 gi 
teria; Proteobacteria; 


6S 2183429 2183370 23 82 gi 


Actinomyces. 

6S 2198601 2198554 47 93 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
2200100 2200053 47 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2203118 2203071 47 93 gi 
rain 12MS 16S ribosomal RNA, partial s 


gi 


2204631 2204584 47 93 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2206130 2206083 47 93 gi 


gi 


2207643 2207596 47 93 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2209158 2209111 47 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2210672 2210625 47 93 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212185 2212138 47 93 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213685 2213638 47 93 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215183 2215136 47 93 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216707 2216636 23 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2257762 2257691 23 93 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2353258 2353187 23 93 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2365535 2365488 47 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2367045 2366998 47 93 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2368557 2368510 47 93 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2370039 2369992 47 93 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371550 2371503 47 93 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


v 


ain 23310 16S ribosomal RNA, partial s 
Betaproteobacte 


ain HKU8 16S ribosomal RNA, partial se 


teria; Actinobacteria; Actinobacterida 


2197691 21991 


2199190 22006 


cteria; Tenericutes; Mollicutes; Mycop 


2203720 22051 


in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
716736 Bacteria_16S 
2206719 22081 


2208244 22096 


2209746 22112 


2211275 22127 


2212774 22142 


2214274 22157 


2215772 22172 


2364627 23660 


2369126 23705 


mamonadace 
219878237 
equence 

ria; Burkh 
219857611 
quence 

e; 


219857600 


219857599 


219857597 

equence 

lasmatacea 
219857596 


219857595 
ence 22052 
coplasma. 

219857594 


219857593 
219857592 
219857591 
219857590 
2198575 


89 


219857588 


219857561 
sequence 
Actinomyc 


219857492 
uence 

ria; Burkh 
219857483 


219857482 
quence 
lasmatacea 
219857481 
sequence 
lasmatacea 
219857480 


219857479 


Actinomycet 


ref |NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref|NR_025530.1 


ae; Comamonas. 
ref|NR_025376.1 

1935800 193729 
olderiales; 
ref|NR_025200.1 
182453 218387 
ales; Actin 


is} 


ref|NR_025188.1 


ref|NR_025187.1 


e; Mycoplas 
ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025182.1 


ref|NR_025181.1 
ref 


NR_025180.1 


ref|NR_025179.1 


ref|NR_025178.1 


ref 


NR_025177.1 


ref|NR_025176.1 


ref|NR_025149.1 
2256827 225829 
etales; 


ref |NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025071.1 


ref|NR_025070.1 
2366137 236759 
e; Mycoplasma. 
ref|NR_025069.1 
2367647 236907 
e; Mycoplasma. 
ref |NR_025068.1 


ref 


NR_025067.1 


Coma: 


fo} 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Actinomyces 
7 Actinomyces 
mycineae; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


2370638 2372093 Mycoplasma opalescens Bacteria; 


strain PG15 16S r 
Tenericutes; Moll 


strain R171 16S r 
Tenericutes; Moll 


strain PG30 16S r 
Tenericutes; Moll 


strain MMP-1 16S 
Tenericutes; Moll 
7 
columbinasale str 
columbinasale Bac 


strain G122 16S r 
Tenericutes; Moll 
7 
strain B1/Tl1 16S 
Tenericutes; Moll 


acetivorans strai 
Bacteria; Proteob 


strain G145 16S r 
Tenericutes; Moll 


strain CKK 16S ri 
Tenericutes; Moll 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


2373059 2373012 47 93 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374565 2374518 47 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376076 2376029 47 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377589 2377542 47 93 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379097 2379050 47 93 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2380603 2380556 47 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483733 2483686 47 93 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3588475 3588425 44 93 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3691821 3691774 47 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3715837 3715790 47 93 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


2372144 23736 


2373653 23751 


2375159 23766 


2376676 23781 


2379691 23811 


2482825 24842 


3690909 36923 


3714904 37163 


219857478 


219857477 


219857476 


219857475 


219857474 
uence 
asmataceae 

219857473 


219857394 


219846517 
nce 35875 
ellales; D 
219846443 


219846426 


ref|NR_025066.1|] Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref |NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


Mycoplasma 
0 Mycoplasma 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_026109.1| Desulfurella 
07 3589069 Desulfurella acetivorans 
esulfurellaceae; Desulfurella. 
ref|NR_026034.1| Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


716736 Bacteria_16S STLIZ9T STLI2Z27-23 92 gi|219846425|ref|NR_026016.1| Sagittula stellata 
strain E-37 16S ribosomal RNA, partial sequence 3716418 3717790 Sagittula stellata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula. 

716736 Bacteria_16S 3727858 3727787 23 93 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

716736 Bacteria_16S 3733686 3733615 23 93 gi|219846412|ref|NR_026003.1]| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

716736 Bacteria_16S 3735141 3735070 23 93 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

716736 Bacteria_16S 3736602 3736531 23 93 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
716736 Bacteria_16S 3738062 3737991 23 93 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 3738577 Nonomuraea recticatena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
716736 Bacteria_16S 3739526 3739455 23 93 gi|219846408|ref|NR_025999.1| Nonomuraea polychroma 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 3740040 Nonomuraea polychroma Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
716736 Bacteria_16S 3740991 3740920 23 93 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

716736 Bacteria_16S 3742455 3742384 23 93 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

716736 Bacteria_16S 3743916 3743845 23 93 gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea 
strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
716736 Bacteria_16S 3746843 3746772 23 93 gi|219846403|ref|NR_025994.1| Nonomuraea angiospora 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
716736 Bacteria_16S 3751342 3751295 47 93 gi|219846398|ref|NR_025989.1| Mycoplasma 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3750418 3751892 Mycoplasma 


a. 
s 


7 
s 


7 
s 


Tenericutes; Moll 


7 
1 


Bacteria; 


7 


fi; 


strain PU 16S ribosomal RNA, partial sequence 


16736 Bacteria_16S 
16736 Bacteria_16S 
16736 Bacteria_16S 


train UC/MF 16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


3754382 3754335 47 


train M165/69 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 


3755897 3755850 47 


train PG43 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 


3780037 3779990 47 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3783056 3783009 47 


3784537 3784490 47 


3787495 3787448 47 


93 gi 


93 gi 
93 gi 
93 gi 
93 gi 


93 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


7 
s 
T 
7 
s 
T 
7 
s 
B 
7 
s 
T 
d 
s 
P 
7 
s 
s 
7 
s 
B 
7 
s 
B 
7 
D 
B 
d 
s 
P 
7 
s 
P 
7 
s 
P 
7 
s 
B 
7 
s 
s 
7 


s 
7 
D 
B 
C 
7 


P 
7 


16736 Bacteria_16S 
train 17529 16S 


16736 Bacteria_16S 
16736 Bacteria_16S 
train ATCC 29147 


acteroidetes; 
16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


16736 Bacteria_16S 


acteroidetes; 
16736 Bacteria_16S 


acteroidetes; 
16736 Bacteria_16S 


acteria; 
16736 Bacteria_16S 


Bacteroidia; 


3857210 3857163 47 


ribosomal RNA, partial sequence 
enericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3858696 3858649 47 


train DD 16S ribosomal RNA, partial sequence 
enericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3867855 3867804 43 


3884847 3884800 47 


train BV1l 16S ribosomal RNA, partial sequence 
enericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3963280 3963209 23 


train FR2 16S ribosomal RNA, partial sequence 
roteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


12894 12836 20 


train 513A 16S ribosomal RNA, partial sequence 
pirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 


941141 941067 20 


975161 975087 20 


train T-3 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


1178351 1178293 20 


SM 12563 16S ribosomal RNA, partial sequence 
Spirochaetes; 


1546086 1546041 46 


train KMM 231 16S ribosomal RNA, partial sequence 
roteobacteria; Gammaproteobacteria; Alteromonadales; I 


Sphingobacteriales; 


93 gi 


93 gi 


93 gi 


16S ribosomal RNA, partial sequence 


Bacteroidales; Porphyromonadaceae; 


93 gi 


93 gi|219846250|ref|NR_025840.1 
3962329 39637 

Rhodoferax. 

78 gi| 265679055 |ref|NR_029363.1 
11961 13410 

93 gi| 265678418 |ref|NR_028720.1 


train DSM 2588 16S ribosomal RNA, partial sequence 940206 94166 
Sphingobacteria; 


93 gi 


78 gi 


90 gi 


3753459 37549 
icutes; Mycoplasmataceae; Mycoplasma. 


3754983 37564 
icutes; Mycoplasmataceae; Mycoplasma. 


3779118 37805 


3786577 37880 


3856288 38577 


3857775 38592 


3883911 38853 


974224 97564 
Saprospiraceae; 
ref 
68 Brachyspira murdochii DSM 12563 
; Brachyspira. 
ref 
14 Idiomarina zobellii Bacteria; 


1177428 11788 
Spirochaetales; Brachyspiraceae 


1545151 15466 
diomarinaceae; 


219846396 


219846395 


219846377 


219846375 


219846374 


219846372 


219846324 


219846323 


219846317 


219846306 


265678394 


228718030 


219857261 


ref 
32 Mycoplasma bovoculi Bacteria; 


ref 
34 Mycoplasma bovirhinis Bacteria; 


ref 
43 Mycoplasma sturni Bacteria; 


ref 
eopharyngis strain LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycopl 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
ref 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycopl 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
ref 
11 Mycoplasma felifaucium Bacteria; 


ref 
24 Mycoplasma meleagridis Bacteria; 


ref 
05 Mycoplasma gallinaceum Bacteria; 


ref 
3866893 3868368 Porphy 
Porphy 
ref 
77 Mycoplasma corogypsi Bacteria; 


NR_025987.1 


NR_025986.1 


NR_025968.1 


NR_025966.1 


NR_025965.1 


NR_025963.1 


NR_025914.1 


NR_025913.1 


NR_025907.1 


romonas. 
NR_025896.1 


Mycoplasma bovoculi 


Mycoplasma bovirhinis 


Mycoplasma sturni 


Mycoplasma 


asma leopharyngis 
Mycoplasma 

asma leonicaptivi 
Mycoplasma felifaucium 
Mycoplasma meleagridis 
Mycoplasma gallinaceum 
Porphyromonas levii 

romonas levii Bacteria; 


Mycoplasma corogypsi 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


3 Chitinophaga 
Sphingobacteriales; Chitinophagaceae; 
ref 
2 Lewinella persicus Bacteria; 


L 


Chitinophag 
NR_028696.1 


ewinella. 
NR_027570.1 


NR_024892.1 


Idiomarina. 


Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Lewinella persicus 


Brachyspira murdochii 


Idiomarina zobellii 


16736 Bacteria_16S 2011852 2011786 28 93 gi|219878188|ref|NR_025327.1| Planctomyces maris 
train 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
lanctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

16736 Bacteria_16S 2436905 2436851 40 93 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 

train DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 

roteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

16736 Bacteria_16S 3979286 3979234 42 93 gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 

train NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 

acteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 

16736 Bacteria_16S 4188480 4188422 20 78 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 

train P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 

pirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

16736 Bacteria_16S 1099576 1099505 23 93 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

treptosporangiaceae; Acrocarpospora. 

16736 Bacteria_16S 1208673 1208588 11 93 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 

SM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 

acteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 

ryptobacterium. 

16736 Bacteria_16S 2498784 2498711 22 93 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 

roteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

16736 Bacteria_16S 1361416 1361333 11 93 gi|228719712|ref|NR_027584.1| Acidimicrobium 


ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 


DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 


Acidimicrobiaceae 


strain S-743 16S 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
716736 Bacteria_16S 


strain IFO 14745 


Actinobacteria; Actinobacteridae; Actinomycetales; 
716736 Bacteria_16S 


acidophilum strai 
Bacteria; Aquific 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 
7 
strain J233 16S r 
Tenericutes; Moll 


strain A288 16S r 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


; Acidimicrobium. 
780779 780708 23 93 
ribosomal RNA, partial sequence 


gi 


3745382 3745311 23 93 
ibosomal RNA, partial sequence 


gi 


Stre 


3748306 3748235 23 93 gi 


265678525 


779845 78130 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 
716736 Bacteria_16S 


219846404 


3744485 37458 


ptosporang 
219846402 


16S ribosomal RNA, partial sequence 3747408 37488 


Stre 
3957236 3957177 23 82 gi 
n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
4218736 4218665 23 93 gi 
in L 46 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

320078 320028 44 93 
ibosomal RNA, partial sequence 


gi 


405273 405204 23 93 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
716736 Bacteria_16S 693480 693430 44 93 gi 


strain IS1B 16S r 
Planctomycetes; P 


strain 19L 16S ri 
Tenericutes; Moll 


strain PS-1 16S r 
Tenericutes; Moll 


collagenovorans s 
collagenovorans B 


strain 01008 16S 
Tenericutes; Moll 
7 
strain 70-159 16S 
Tenericutes; Moll 


AT 
AT 


serovar 3 str. 
serovar 3 str. 


strain IL371 16S 
Tenericutes; Moll 


strain ATCC 33530 
Bacteria; Teneric 


strain D6-1 16S r 
Tenericutes; Moll 


716736 Bacteria_16S 


Isley 16S ribosom 
Mollicutes; Mycop 


716736 Bacteria_16S 


strain 4229 16S r 
Tenericutes; Moll 


716736 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


716736 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


716736 Bacteria_16S 


canigenitalium st 
canigenitalium Ba 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


16736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


716736 Bacteria_16S 


ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
3792003 3791953 44 93 gi 
bosomal RNA, partial sequence 


4107259 4107209 44 93 
ibosomal RNA, partial sequence 


gi 


187746 187675 22 93 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
286768 286732 56 91 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
301936 301900 56 91 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1122374 1122338 56 91 gi 
CC 27815 16S ribosomal RNA, partial se 
CC 27815 Bacteria; Tenericutes; Mollic 
2389773 2389737 56 91 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3519788 3519752 56 91 gi 
16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; My 
3700797 3700761 56 91 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3757395 3757359 56 91 gi 
al RNA, partial sequence 
lasmataceae; Mycoplasma. 
3860176 3860140 56 91 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3907905 3907869 56 91 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3909429 3909393 56 91 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3910958 3910922 56 91 gi 
rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 


gi 


716736 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


277770. 277699 23 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ptosporang 
219846254 
ence 39562 
nobaculum. 
219846062 
uence 

Actinomy 


, 


265678847 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678785 


404351 40583 


ptosporang 


265678587 


692571 69404 


nctomyceta 
219846369 


3791066 37925 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


219846148 


4106362 41078 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678938 

quence 

ridiales; 
265678869 


285875 28729 


265678859 


300996 30245 


228715451 
quence 

utes; Myco 
219857467 


2388858 23902 


219846563 
35188 
coplasma. 
219846436 


3699882 37013 


219846394 


3756485 3757942 Mycop 


219846322 


3859256 38606 


219846289 


3906969 39084 


219846288 


3908492 39099 


219846287 
sequence 
lasmatacea 

265678875 


ref 


ref 


inea 
ref 


inea 
ref 
ref 

ceta 


ref 


ref 
inea 

ref 
ceae 
ref 


ref 


ref 
Clos 
ref 


ref 


ref 
i 

plas 

ref 


ref 


ref 


ref 


lasm 


ref 


ref 


ref 


ref 


e; U 


7 Acholeplasma 


75 3957710 Hydro 


4217823 42192 


0 Acholeplasma 


0 Actinomadura 


55 Acholeplasma 


18 Acholeplasma 


186799 18829 


121455 11228 


49 3520338 Mycop 


3910020 39114 


NR_028829.1 


eplasma. 
NR_025995.1 


e; Streptosp 
NR_025993.1 


e; Streptosp 
NR_025844.1 
g 


NR_025652.1 
9 


les; Strepto 


NR_029152.1 


eplasma. 
NR_029090.1 


e; Thermomon 


NR_028892.1 


; Isosphaer 
NR_025960.1 


eplasma. 
NR_025738.1 


eplasma. 
NR_029246.1 
8 
tridiaceae; 
NR_029175.1 


NR_029165.1 


NR_027532.1 
9 
mataceae; Ur 
NR_025055.1 


NR_026155.1 
1 


NR_026027.1 


NR_025985.1 


a alvi Bacte 


NR_025912.1 


NR_025879.1 


NR_025878.1 


NR_025877.1 
9 
reaplasma. 


ref 


Acholeplasma axanthum 


axanthum Bacteria; 


Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Hydrogenobaculum 
enobaculum acidophilum 


Actinomadura 
1 Actinomadura 


sporangineae; 


Acholeplasma palmae 


palmae Bacteria; 


Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
a. 


Acholeplasma oculi 


oculi Bacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


Clostridium 
Clostridium 
Clostridium. 
Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 
Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Mycoplasma genitalium 
asma genitalium 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Mycoplasma alvi strain 
ria; Tenericutes; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


NR_029181.1 


Mycoplasma feliminutum 


276812 278270 Mycoplasma feliminutum Bacteria; 


CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCGAAACC 
GTGAGGTCAAGCCAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACG 
GTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTGGAGCTAGCCGTCGAAGGTGGG 
ACAAATGATTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAG 
CGGAGTTGTTTTGGAAGCTTGCTTCCAAAACAACTTAGCGGCGGACGGGTGAGTAACACGTAGGTAACCTGCCTATAAGACTGGGATAACTACCGGAAACGGTAG 
CTAATACCGGATAATTTGTTTCTTCTCATGAAGAGGCACTGAAAGGCGGAGTAATCTGCCACTTATAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAAC 
GGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGAAAGTCTGACGGAGCAATGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAAYGCTTGGGAGAGTAACTGCTCT 
CAAGGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCG 
CGCAGGCGGTCATTTAAGTCTGGTGTTTAATCCCGGGGCTCAACCCCGGGTCGCACTGGAAACTGGATGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTG 
TAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACG 
GTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
CTCTGAATCCACTAGAGATAGTGGCGGCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTATATTTAGTTGCCAGCACATTATGGTGGGCACTCTAGATAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGCTGCGAAATCGCGAGATGGAGCCAATCCCAACAAAGCCGGTCTCAGTTCGGATTGCAG 
GCTGCAACCCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAG 
AGTTTACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAG 
GNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGTGCGAAG 
CTTGCCCGGAGTCTTCGGACACTGGGTAAGCTTAGCGGCGGACGGGTGCGTAACACGTAGGTGACCTACCCGGAAGACGGGGACAACCCGGGGAAACCCGGGCTA 
ATCCCCGATGTGGACCCGCCCCTTGGGGCGTGTCTAAAGGGCTTCGGCCGCTTCCGGATGGGCCTGCGGCCCATCAGCTTGTTGGTGAGGTAAAAGCTCACCAAG 
GCGACGACGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCTTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGACG 
CAAGTCTGACGGAGCGACGCCGCTTGCGGGATGAAGCCCTTCGGGGTGTAAACCGCTGAACAGGGGACGAAAACCCCGCAAGGGGAATGACGGTACCCTGCTAAT 
AGCACCGGCCAACTCCGTGCCAGCAGCCGCGGTAACACGGAGGGTGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCCCGTTAAGTCCGGT 
GTCAAAGCCCACGGCTCAACCGTGGAAAGGCGCCGGATACTGGCGGGC TAGACGGACGGAGGGGGTAGCGGAATTCCCGGAGTAGCGGTGAAATGCGTAGATACC 
GGGAGGAACGCCGATAGCGAAGGCAGCTACCTGGACGTCCCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCT 
AAACGATGAGTGCTGGGTGTCGGGCTTTGGCTCGGCGCCGTAGCTAACGCGTTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCCGGGAACCCCCTGGAAACAGGGGGGTGCC 
CTTCGGGGAGCCCGGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGCTAGTTGCCAG 
CGGTTCGGCCGGGCACTCTAGCGAGACTGCCCGGGAAACCGGGAGGAAGGCGGGGATGACGTCTGGTCAGCATGGCCCTTACGGCCTGGGCGACACACGTGCTAC 
AATGGCCGGCCCAAAGCGCAGCGACCCGGCGACGGGAAGCGAATCGCAAAAAGCCGGTCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGGCGGAATC 
GCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGTGGGTTCCACCTGAAGTCGCCGGGAGC 
CCGTCAGTGGGCAGGCGCCGAGGGTGGGGCTCATGACTGGGGCTAAGTCGTAACAAGGTAGCTGTACCGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAG 
TGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCATGTCGTGGGGGATAACGTAGCGAAAGCTACGCTAATACCGCATACGCCCTGAGGGGGAAAGCGGGGGAT 
CTTCGGACCTCGCGCGATTGGAGCGGCCGATGTCGGATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAG 
GCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAATCGTGGTCTCTAACATAGGCCATGGATGACGGTACCGGACTAAGAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGATGTGAAATCCCCGGGCTTAACCTG 
GGAACTGCGTTTGTGACTGCAAGGCTAGAGTACGGCAGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACCGATGGCGAAGG 
CAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTCG 
GAGCAGCAATGCACTGAGTGACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
GGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAACCTTGCTGAGAGGCGAGGGTGCCTTCGGGAGCCAGAACAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCACTAGTTGCCATCATTTGGTTGGGCACTCTA 
GTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGT 
TGCCAAGCCGCGAGGTGGAGCCAATCCCTTAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAG 
CATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTAC 
CACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGT 
TTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGG 
GTAACCTGCCCTGTACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACCGGATACGACACTGGATCGCATGATCTGGTGTGGAAAGTTCCGGCGGTACAGGATG 
GACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTT 
CAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACTTGGGCTTAACTCCAAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGA 
CTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGG 
GAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGGCTTCCACGCCCTCTGTGCCGCAGCTAACGCATTAAGCACCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTAC 
CTGGGCTTGACATGGACTAGAAAGCTCTAGAGATAGAGCCTCCCTTGTGGCTGGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTGGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCATAAAGCCGGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCTCAACCCGCAAGGGGAGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAG 
CCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCGTGCCTAATACAT 
GCAAGTCGAGCGCGGGAAGCAGACTGAATCCTTCGGGAGGACGTCTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGAT 
AACTCCGGGAAACCGGGGCTAATACCGGATAACACATCGGTTCGCATGAACCGATGATGAAAGATGGCTTCTTGCTATCACTTACAGATGGGCCCGCGGCGCATT 
AGCTAGTTGGTGGGGTAACGGCCTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATCATCCGCAATGGACGAAAGTCTGACGGTGCAACGCCGCGTGAGTGAGGAAGGTCTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAA 
GTCCCGTTCGAATAGGACGGGGCCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGA 
ATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGTACAGAAG 
AGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTTACTGACGCTGAGGTGCGAAAG 
CGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCCACCCTTAGTGCTGCAGTTAACGCAATAAGC 
ACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCAGGTCTTGACATCTTTGGACCACCCTAGAGATAGGGTCTTCCCTTCGGGGACCAAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
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tes; Clostridia; Clostridiales; Rumino 
609102 609071 57 88 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 
695688 695661 56 83 gi 
mal RNA, partial sequence 

les; Opitutaceae; Opitutus. 


6163 
Actinobacteridae; Actinomycetales; Cory 


nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


e 


228715357 
nce 13980 
nadaceae; 

228719712 
ence 13604 
idimicrobi 


219846674 
uence 
errucomicr 


219846433 
ce 37043 
robiales; 
219846430 
e 37089 
robiales; 
219846918 
artial seq 
lospirulin 
265679048 
ence 22677 
idiaceae; 
265679047 
uence 
idiales; C 
265678854 
30877 
coccaceae; 
265678645 
1 sequence 
ccaceae; P 
265678585 


a. 


4 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


myce 


ref 
84 1399529 Gemma 
Gemmatimonas. 

ref 
61 1361925 Acidi 
ales; 


obia 


ref 
51 3705819 Prost 
Verr 
ref 
07 3710374 Prost 
Verr 
ref 
uenc 


ref 


Clos 


Ruminococcus. 
ref 


lano: 
ref 
695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 


Nocardiacea 
NR_028652.1 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


Nocardiacea 
NR_028651.1 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


Nocardiacea 
NR_028650.1 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


Nocardiacea 
NR_028644.1 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


Nocardiacea 
NR_024825.1 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


Nocardiacea 
NR_024803.1 
10639 12137 
tales; Coryn 
NR_027529.1 
t 


NR_027584.1 
m 
; Acidimicro 


NR_026266.1 
3363492 336498 
les; Verruco 


NR_026024.1 
h 
ucomicrobiac 
NR_026021.1 
h 
ucomicrobiac 
NR_026510.1 
e 300750 


NR_029356.1 
24226 Clostr 
tridium. 
NR_029355.1 
25711 
ridiaceae; C 
NR_029160.1 
310144 Rumino 


NR_028950.1 
609006 610485 
microbium. 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Gemmatimonas 
imonas aurantiaca T-27 


Acidimicrobium 
icrobium ferrooxidans 
bineae; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Halospirulina 
4 3008891 Halospirulina 


Clostridium 
idium orbiscindens 


Clostridium 

Clostridium 
lostridium. 

Ruminococcus callidus 
coccus callidus 


Planomicrobium 
Planomicrobium 


NR_028890.1 


Opitutus terrae strain 


737856 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


737856 Bacteria_16S 


australiense stra 
australiense Bact 
Propionibacteriac 


737856 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


737856 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


737856 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


737856 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


737856 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


737856 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


737856 Bacteria_16S 


strain Z-7937 16S 
Firmicutes; Clost 


737856 Bacteria_16S 


strain 136 16S ri 
Actinobacteria; A 


737856 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


737856 Bacteria_16S 


DSM 9946 16S ribo 
Deinococcus-Therm 


737856 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


737856 Bacteria_16S 


strain O 16S ribo 
Actinobacteria; A 


737856 Bacteria_16S 


strain I 16S ribo 
Actinobacteria; A 


737856 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; D 


eltaproteobacteria; Myxococcales; 


1183559 1183532 55 82 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
2358577 2358546 51 82 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 

3365128 3365101 57 84 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3599994 3599963 51 82 gi 


ce 
Ru 


ia 


v 


ti 
ra 


bacillales; Carnobacteriaceae; 


3613607 3613576 51 82 


Dolosig 
gi 


ra 


bacillales; Carnobacteriaceae; Alloioc 
3830827 3830800 55 82 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3896441 3896410 51 82 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 


oc 


en 
co 


ce 
T 


228717037 


219857488 


219846673 
219846506 
6S ribosomal RNA, partial sequence 3599877 36013 


219846496 
16S ribosomal RNA, partial sequence 3613485 36150 


219846341 


219846297 


ref 

11834 
minococc 
ref 
1 sequen 
Actinomy 


ref 
nce 

Clos 
ref 


al seque 
diales; 


nulum. 
ref 


cus. 
ref 
ce 38307 
ccaceae; 
ref 
38963 


etragenococc 


4192255 4192224 51 82 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
90633 90603 49 79 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
119918 119876 42 84 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
560921 560895 58 84 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


Ba 
gi 


ct 


ce 


oc 


se 
er 


1162336 1162310 57 83 


gi 
us; Deinococci; Thermales; Thermaceae; 
1496836 1496810 56 82 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
2576690 2576648 42 84 


16 
ch 


gi 


ctinobacteridae; Actinomycetales; Micr 
2578118 2578076 42 84 gi 


ctinobacteridae; Actinomycetales; Micr 
2713136 2713110 57 83 gi 
ribosomal RNA, partial sequence 


Enhygr 


737856 Bacteria_16S 


fermentans strain 
Bacteria; 


Halanaerobiales; 


chliarophilus str 
chliarophilus Bac 


737856 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


737856 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


737856 Bacteria_16S 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 


Firmicutes; 
737856 Bacteria_16S 
saccharolyticum subsp. 
Halanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 
737856 Bacteria_16S 


2841165 2841139 56 82 gi 
R-9 16S ribosomal RNA, partial sequen 
Clostridia; Halanaerobiales; Hala 
3375630 3375604 56 82 gi 
senegalense strain DSM 7379 16S 


ce 
na 


ri 


Halanaerobium. 


219846080 


265679002 
90540 


265678982 
119823 12132 


265678678 


228720981 
somal RNA, partial sequence 1162257 1163688 Meiot 


219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
ococcineae 
219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
ococcineae 
219857179 
2713036 27145 
omyxa. 

219856896 


erobiace 
219846666 
bosomal 
senegalense Bacteria; Firmicutes; Clostridia; 


ref 
41921 
eroidaceae; 
ref 
92000 
Natronie 
ref 


ae; 


occineae; Ce 
ref 
quence 
ia; Rhodospi 


ref 
ref 


mal 
um 


S riboso 
arolytic B 
ref 
lomo 
; Ce 
ref 
lomo 
; Ce 
ref 


ref 
28410 
ae; 

ref 
RNA, 


85 1184849 Anaer 
acea 


ce 2358483 23599 
ceta 


09 Alloiococcus 


35 3832122 Rumin 


Ruminococcus. 


31 3897842 Tetra 


39 4193621 Bacte 


2 Cellulomonas 


560822 56230 


hermus silvanus 
Meiothermus. 
219846665 


63 2842500 Halan 


NR_027558.1 


e; Anaerotr 
NR_025076.1 
3) 
les; Propio 


NR_026265.1 

336503 
tridiaceae; 
NR_026098.1 


NR_026088.1 


NR_025931.1 


NR_025887.1 


us. 
NR_025670.1 
xr 
Bacteroides. 
NR_029310.1 


lla. 
NR_029290.1 


1llulomonadac 
NR_028983.1 
7 
rillales; Ac 


NR_027600.1 


NR_026257.1 
RNA, complet 
acteria; Fir 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
1llulomonadac 
NR_024807.1 


NR_024715.1 
a 
Halanaerobiu 
NR_026258.1 
partial seq 


Oo 
u 


n 


fo} 


g 


Anaerotruncus 
truncus colihominis 
ncus. 

Propionibacterium 
1 Propionibacterium 
ibacterineae; 


DSM 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Ruminococcus 
coccus flavefaciens 


Tetragenococcus 
enococcus muriaticus 


Bacteroides capillosus 
oides capillosus 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Roseomonas 
Roseomonas 
etobacteraceae; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Cellulomonas iranensis 
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3389313 3389287 57 83 gi|219846652|ref|NR_026244.1| Meiothermus 
ain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
teria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
3395293 3395251 42 84 gi|219846648|ref|NR_026240.1| Promicromonospora 
43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
3511333 3511299 55 89 gi|219846568|ref|NR_026160.1| Microbacterium 
SM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
3675848 3675822 56 82 gi|219846453|ref|NR_026044.1| Halanaerobium 
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737856 Bacteria_16S 


strain 50-1 BON 1 
Firmicutes; 
Mahella. 


737856 Bacteria_16S 
strain L532 16S r 
Lacto 


Firmicutes; 


737856 Bacteria_16S 


strain SS 1019 16 
Firmicutes; 


Firmicutes; 


strain 58/1971 16 


Firmicutes; Bacil 
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tes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobiu 
4076198 4076172 56 82 gi|219846168|ref|NR_025758.1 
6S ribosomal RNA, partial sequence 4076074 40776 
ridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 
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ibosomal RNA, partial sequence 16478 18031 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 
30462 30437 57 82 gi| 265679043 |ref|NR_029351.1 
S ribosomal RNA, partial sequence 30363 31864 
bacillales; Aerococcaceae; Facklamia. 
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bosomal RNA, partial sequence 51487 53037 
bacillales; Enterococcaceae; Enterococcus. 
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S ribosomal RNA, partial sequence 80045 81448 
lales; Listeriaceae; Listeria. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
737856 Bacteria_16S 139698 139669 55 84 gi|265678969|ref|NR_029277.1 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
737856 Bacteria_16S 147121 147092 55 84 gi|265678964|ref|NR_029272.1 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineospo 
Kineosporiaceae; Kineococcus. 

737856 Bacteria_16S 157964 157935 55 84 gi| 265678957 |ref|NR_029265.1 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Microbacteriaceae; Microbacterium. 

737856 Bacteria_16S 396695 396666 55 84 gi|265678790|ref|NR_029095.1 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Cellulomonadaceae; Cellulomonas. 

737856 Bacteria_16S 405993 405964 55 84 gi|265678784|ref|NR_029089.1 
strain XILO8 16S ribosomal RNA, complete sequence 405881 40739 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 


737856 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


737856 Bacteria_16S 


coryniformis subs 


Firmicu 


Clost 


Lacto 
737856 Bacteria_16S 
strain AS2 16S ri 
Lacto 
737856 Bacteria_16S 


ococcineae 
473702 473677 57 82 gi| 265678735 

rain JLB-1 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Lactobacillales; Enterococca 
507545 507520 57 82 gi| 265678713 
p. torquens strain 30 16S ribosomal RNA, complet 


; Promicromonos 


Pp 
ref|NR_029040.1 

473588 475066 
ceae; Enterococc 
ref|NR_029018.1 
e sequence 


Halanaerobium 
erobium lacurosei 
m. 
Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Lactobacillus perolens 
perolens Bacteria; 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Enterococcus asini 


Enterococcus asini Bacteria; 


Listeria innocua 


Listeria innocua Bacteria; 


Cellulomonas hominis 


8 Cellulomonas hominis Bacteria; 


eae; Cellulomonas. 
Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Kineococcus 
Kineococcus 
riineae; 


Microbacterium 
Microbacterium 
cineae; 


Cellulomonas 
Cellulomonas 


ccineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 


Enterococcus 
Enterococcus 
us. 
Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


737856 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


737856 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


737856 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


737856 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


737856 Bacteria_16S 


strain 3-p 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


Lactobacillus. 

610649 610624 57 

TMW 1.80 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; Lactob 
619862 619841 58 79 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 
630466 630437 55 84 gi 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
697199 697174 57 82 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
742645 742620 57 82 gi 
bosomal RNA, partial sequence 


82 gi 
complete s 


1 


e 


737856 Bacteria_16S 


781476 781447 55 84 gi 


ales; 
265678584 
nce 
terales; 
265678551 
742578 74395 
Rhodospiri 
265678524 


265678644 
equence 
acillaceae 
265678638 


sequence 


bacteria; 
265678630 


63034 
Micr 


69711 
c 


ref |NR_028949.1 
610536 612079 

; Lactobacillus. 
ref |NR_028943.1 
19766 621178 
Nautiliales; Nau 
ref|NR_028935.1 
9 631823 Kytoco 
ococcineae; Derm 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 


ref |NR_028855.1 


a 


llaceae; Rhodoci 


cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonospora 


ceae; Xylanimonas. 


Lactobacillus 
Lactobacillus 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 
Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 


ref|NR_028828.1 
781358 782875 


Xylanimonas 
Xylanimonas 


737856 Bacteria_16S 
haemoperoxidus st 
haemoperoxidus Ba 
737856 Bacteria_16S 
moraviensis strai 
Bacteria; Firmicutes; 
737856 Bacteria_16S 

radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 
737856 Bacteria_16S 
salivarius strain HO 
salivarius Bacteria; 
737856 Bacteria_16S 
strain W1-2B 16S 


737856 Bacteria_16S 
halophilum strain 76 
Bacteria; Actinob 
Microbacterium. 
737856 Bacteria_16S 
strain I-132 16S 


737856 Bacteria_16S 
strain I-273 16S 


737856 Bacteria_16S 
1279 16S ribosoma 
Deinococcus-Thermus; 
737856 Bacteria_16S 
strain 01-570-1 1 
Firmicutes; Lacto 
737856 Bacteria_16S 
variabilis strain 
Bacteria; Actinob 
Isoptericola. 
737856 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae; 
737856 Bacteria_16S 
subsp. carnosus s 
sakei subsp. carn 
737856 Bacteria_16S 
DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 
737856 Bacteria_16S 
bermudensis HTCC2 
HTCC2503 Bacteria; 
737856 Bacteria_16S 
profundus strain 
Bacteria; Deinococcus 
737856 Bacteria_16S 
aerolata strain V 
Bacteria; Actinob 
Promicromonospora. 
737856 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
737856 Bacteria_16S 
strain R5292 16S 


737856 Bacteria_16S 
paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 

737856 Bacteria_16S 


acteria 


ribosomal RNA, 
Actinobacteria; Actinoba 


ribosomal RNA, 
Actinobacteria; Actinoba 


bacillales; 


830450 830425 57 


Firmicutes; 
832007 831982 57 


Lactobacillales; 
851520 851491 55 


932566 932541 57 
66 16S ribosomal RNA, 
Firmicutes; 

1068809 1068784 57 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


1112404 1112375 55 
16S 


’ 


1113950 1113921 55 


1115476 1115447 55 


1157756 1157731 58 


1 RNA, partial sequence 


Deinococci; Thermales; 
1219712 1219687 57 


1225808 1225779 55 


1233435 1233406 55 


1327113 1327088 57 


Firmicutes; 
1348561 1348532 55 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1390640 1390615 57 


1436248 1436227 58 


-Thermus; Deinococci; 
1448554 1448525 55 


1508798 1508773 57 


1681828 1681795 55 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


1697174 1697145 55 


1805016 1804987 55 


partial sequence 
cteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


rain 440 16S ribosomal RNA, partial se 
cteria; 


n 330 16S ribosomal RNA, partial seque 
ain SRS30216 16S ribosomal RNA, partia 


teria; Actinobacteria; Actinobacterida 
Kineococcus. 


ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


84 gi 


MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 


train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; 


503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 


506 16S ribosomal RNA, partial sequenc 


-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 


e 
ales; 


265678299 


1113840 11153 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofus 


11123 
Micr 


07 1113789 Microb 
ococcineae; Micr 


ref|NR_028600.1 


82 gi|265678492|ref|NR_028795.1| Enterococcus 
quence 830324 831835 Enterococcus 
Lactobacillales; Enterococcaceae; Enterococcus. 
82 gi|265678491|ref|NR_028794.1| Enterococcus 
nce 831886 833394 Enterococcus moraviensis 
Enterococcaceae; Enterococcus. 
84 gi| 265678478 |ref|NR_028781.1| Kineococcus 
1 sequence 851409 852783 Kineococcus 
e; Actinomycetales; Kineosporiineae; 
82 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
complete sequence 932436 934005 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
82 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
1068707 1070133 Brevundimonas nasdae Bacteria; 
aulobacteraceae; Brevundimonas. 
84 gi|265678300|ref|NR_028601.1| Microbacterium 


acterium halophilum 
obacteriaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


Kineosporiineae; Kineosporiaceae; Kineosporia. 
84 gi|265678298|ref|NR_028599.1| Kineosporia succinea 
1115364 1116839 Kineosporia succinea Bacteria; 
Kineosporiineae; Kineosporiaceae; Kineosporia. 
83 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Thermaceae; Meiothermus. 
82 gi|219878362|ref|NR_025501.1| Allofustis seminis 
16 Allofustis seminis Bacteria; 
tis. 
84 gi|219878300|ref|NR_025439.1| Isoptericola 
ce 1225722 1227193 Isoptericola variabilis 
ales; Micrococcineae; Promicromonosporaceae; 
84 gi|219878266|ref|NR_025405.1| Microbacterium 
ial sequence 1233340 1234817 Microbacterium 
ae; Actinomycetales; Micrococcineae; 
82 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
rtial sequence 1326995 1328388 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
84 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
1348448 1349942 Sanguibacter keddieii DSM 10542 
ales; Micrococcineae; Sanguibacteraceae; 
82 gi|228716336|ref|NR_027550.1| Parvularcula 
e 1390541 1391995 Parvularcula bermudensis 
Parvularculales; Parvularculaceae; Parvularcula. 
79 gi|224581430|ref|NR_027212.1| Oceanithermus 
e 1436136 1437633 Oceanithermus profundus 
Thermales; Thermaceae; Oceanithermus. 
84 gi|224581421|ref|NR_027202.1| Promicromonospora 
ce 1448460 1449852 Promicromonospora aerolata 
ales; Micrococcineae; Promicromonosporaceae; 
82 gi|219846290|ref|NR_025880.1| Lactobacillus 
A, partial sequence 1508684 1510205 Lactobacillus 
acillales; Lactobacillaceae; Lactobacillus. 
88 gi|219878420|ref|NR_025559.1| Actinomyces oricola 


84 gi 


n CF36 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


84 gi 


1681727 16832 


no 
219878409 
ence 16970 
ales; 


219878332 


Micr 


; Actinomycetace 
ref|NR_025548.1 
56 1698545 Microb 
ococcineae; Micr 


34 Actinomyces oricola Bacteria; 
mycineae; 


ae; Actinomyces. 
Microbacterium 
acterium paraoxydans 
obacteriaceae; 


ref|NR_025471.1 


Oerskovia 


paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Cellulomonadaceae; Oe 


rskovia. 


737856 Bacteria_16S 


strain DSM 46000 


737856 Bacteria_16S 1843290 1843265 57 82 gi|219878306|ref|NR_025445.1 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 18446 

Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

737856 Bacteria_16S 1948168 1948139 55 84 gi|219878229|ref|NR_025368.1 


foliorum strain P 
foliorum Bacteria; 


Microbacterium. 


737856 Bacteria_16S 
strain m2661/98/1 
Lactobacillales; 
737856 Bacteria_16S 


Firmicutes; 


strain ET-5b 16S 
Firmicutes; 


strain ATCC 15257 
Bacteria; 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
737856 Bacteria_16S 


Bacillales; Bacillales Family xX. 
737856 Bacteria_16S 


1806554 1806525 55 84 gi 


1960271 1960246 57 82 gi 
16S ribosomal RNA, partial sequence 

Enterococcaceae; Vagococcus. 
1967867 1967842 58 83 gi 
ribosomal RNA, partial sequence 


2021362 2021337 57 82 gi 
16S ribosomal RNA, partial sequence 


2022851 2022826 57 82 gi 
16S ribosomal RNA, partial sequence 
2168927 2168902 57 


82 gi 


au 


219878331 
16S ribosomal RNA, partial sequence 1806449 18079 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878221 
19601 


219878216 
1967755 19691 
Incertae Sedis; 
219878181 
2021281 2022719 Caulobacter fusiformis 
Proteobacteria; Alphaproteobacteria; Caulobacterales; : 
737856 Bacteria_16S 219878180 
2022770 2024208 Caulobacter henricii Bacteria; 
Caulobacter. 


pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 


pleistocenium Bacteria; 
737856 Bacteria_16S 


Firmicutes; Lactobacillales; 


2193191 2193166 58 83 gi 


Carn 


taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 


taiwanensis Bacteria; 
737856 Bacteria_16S 

strain MT-1077 16S ribosomal RNA, partial sequence 
Lactobacillales; 
737856 Bacteria_16S 


Firmicutes; 


strain T1-X7 16S 


Deinococcus-Thermus; 
2404078 2404053 57 


Deinococci; 
82 gi 


Lactobacil 
gi 


Lactobacillaceae; 
2492016 2491987 55 84 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


737856 Bacteria_16S 
australiensis strain 109 16S ribosomal RNA, partial seque 


2493502 2493473 55 84 gi 


australiensis Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; 
737856 Bacteria_16S 


pachnodae strain 


Tetrasphaera. 
2513185 2513156 55 84 gi 
VPCX2 16S ribosomal RNA, partial sequenc 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Xylanimicrobium. 


737856 Bacteria_16S 


2616741 2616716 57 82 gi 


selangorensis strain LMG 17710 16S ribosomal RNA, partial 


selangorensis Bac 


737856 Bacteria_16S 
manihotivorans strain OND 32 16S ribosomal RNA, 
manihotivorans Bacteria; 
737856 Bacteria_16S 


Lact 
gi 
complete 
Firmicutes; Lactobacillales; Lac 
2702806 2702785 58 79 gi 


teria; Firmicutes; Lactobacillales; 
2672737 2672712 57 82 


desulfurans strain St55B 16S ribosomal RNA, partial seque 


desulfurans Bacteria; 
737856 Bacteria_16S 


strain SIR-1 16S 
Proteobacteria; 


strain AP3 16S ri 
Proteobacteria; 


strain Lp2 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
737856 Bacteria_16S 


phaeum strain PB 
Firmicutes; Clost 


737856 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


737856 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


737856 Bacteria_16S 


Deltaproteobacteria; Myxococcales; 
737856 Bacteria_16S 


Deinococcus-Thermus; Deinococci; Th 
2729966 2729941 57 82 gi 
ribosomal RNA, partial sequence 
Nannoc 
2779350 2779325 57 82 gi 
bosomal RNA, partial sequence 


Gammaproteobacteria; Thiotrichales; Thiot 
737856 Bacteria_16S 


2813862 2813833 55 84 
bosomal RNA, partial sequence 


gi 


Microc 
2883167 2883142 57 82 gi 
ridia; Thermoanaerobacterales; Thermoana 
2898131 2898102 55 84 gi 
n Lg2 16S ribosomal RNA, partial sequenc 


acteria; Actinobacteridae; Actinomycetal 


2955785 2955756 55 84 gi 
rain IFO 14548 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacteridae 
; Microbacterium. 


Th 


lus. 


219857388 
2491905 2493349 Tetrasphaera 
Intrasporangiaceae; 


nce 


219857368 
2513094 2514560 Xylani: 
Micrococcineae; 


e 
es; 


219857254 
sequence 2616635 26181 
obacillaceae; 
219857207 
sequence 
tobacillaceae; 
219857186 


nce 


e 
es; 


219856819 = 
1 sequence 2955705 295711 
; Actinomycetales; 


2957244 2957215 55 84 gi 


219856818 


saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 


lobacteraceae; 
219857622 


obacteriaceae; 
219857603 


ermales; 
219857457 
2403965 2405486 Lactobacillus 


occineae; 
219857387 


Actinomycetales; 


ermales; 
219857167 
2729867 2731350 Plesiocystis 
ystineae; 
219857130 
2779259 27806 
richaceae; 
219857107 
2813767 2815209 Tetrasphaera 
occineae; 
219856869 
16S ribosomal RNA, partial sequence 2883064 28845 


ref|NR_025470.1 


1948071 194955 


ref|NR_025360.1 


ref|NR_025355.1 


ref|NR_025320.1 
Caulobacteraceae 


ref |NR_025319.1 


ref|NR_025211.1 
2168820 217030 
ref|NR_025191.1 
193088 219457 
Thermaceae; 
ref|NR_025045.1 


ND 


ref |NR_024976.1 


ref|NR_024975.1 
2493400 249486 
Microc 


ref |NR_024956.1 


ref|NR_024885.1 
2 
Paralactob 
ref|NR_024835.1 
2672606 267416 
Lactobaci 
ref|NR_024814.1 
2702689 270407 
Thermaceae; Oce 
ref|NR_024795.1 


Nannocystaceae 
ref|NR_024758.1 
Thiothrix. 
ref|NR_024735.1 
Intrasporangia 
ref|NR_024688.1 


Thermace 


ref |NR_024676.1 


ref|NR_024638.1 


Micro 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
Cellulomonadaceae; 


Oerskovia. 
Isobaculum melis 


97 Isobaculum melis Bacteria; 


Microbacterium 
0 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Vagococcus fessus 


67 1961603 Vagococcus fessus Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 
Thermicanus. 


Caulobacter fusiformis 
Caulobacter. 


Caulobacter henricii 


Carnobacterium 
5 Carnobacterium 


Carnobacterium. 


Meiothermus 
0 Meiothermus 


Meiothermus. 


Lactobacillus kimchii 
kimchii Bacteria; 


Tetrasphaera japonica 


japonica Bacteria; 


Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Paralactobacillus 
9 Paralactobacillus 
acillus. 
Lactobacillus 
4 Lactobacillus 
llus. 

Oceanithermus 
1 Oceanithermus 
anithermus. 
Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 
erobacteraceae; 
219856857 

2898036 2899473 Microp 
Propionibacterineae; 


togenium. 
Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Microbacterium 
4 Microbacterium 
coccineae; 


ref |NR_024637.1 
2957165 295857 


Microbacterium 
1 Microbacterium 


saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 
737856 Bacteria_16S 2958704 2958675 55 84 gi 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequ 


ence 


219856817 


luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Microbacterium. 
737856 Bacteria_16S 2967905 2967876 55 84 gi|219846945 


phosphovorus strain NM-1 16S ribosomal RNA, partial seque 


nce 


phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Propionibacteriaceae; Microlunatus. 
737856 Bacteria_16S 3037843 3037818 57 82 gi|219846897 


strain M-29c 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 
737856 Bacteria_16S 3045461 3045432 55 84 gi 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequ 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 
Intrasporangiaceae; Ornithinicoccus. 

737856 Bacteria_16S 3048542 3048517 57 82 gi 
strain M1832/95/2 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; E 
737856 Bacteria_16S 3069609 3069584 57 82 gi 
strain m1134/97/1 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 
737856 Bacteria_16S 3108659 3108623 42 79 gi 
strain N1 16S ribosomal RNA, complete sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
737856 Bacteria_16S 3152332 3152303 55 84 gi 
strain DSM 44267 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
737856 Bacteria_16S 3225246 3225217 55 84 gi 
strain DSM 11140 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
737856 Bacteria_16S 3245080 3245055 57 82 gi 
ATCC19120 16S ribosomal RNA, partial sequence 


Ss. 


re 


Ss. 


Bacillales; Listeriaceae; Listeria. 

737856 Bacteria_16S 3357374 3357345 55 84 gi|219846678|ref|NR_026270.1 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 335877 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Dermabacteraceae; Brachybacterium. 

737856 Bacteria_16S 3377173 3377144 55 84 gi|219846664|ref|NR_026256.1 
strain M17C 16S ribosomal RNA, partial sequence 3377063 33785 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
737856 Bacteria_16S 3396783 3396754 55 84 gi 
strain DSM 43852 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
737856 Bacteria_16S 3415047 3415018 55 84 gi 
strain NCTC 25174 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Cellulomonas. 
737856 Bacteria_16S 
strain DSM 3133 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
737856 Bacteria_16S 3506768 3506739 55 84 gi 
testaceum strain DSM 20166 16S ribosomal RNA, partial seq 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Act 
Microbacterium. 


al 


3487226 3487197 55 84 gi 


ence 


es; 


uence 


3037737 30392 
219846891 
inomycet 


219846889 
30484 
mococcus 
219846875 
30695 


219846849 
3108566 31099 
dobacter 
219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
occineae 
219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
occineae 
219846757 
3244997 32464 


occineae 
219846647 
16S ribosomal RNA, partial sequence 3396701 33981 
occineae 
219846634 
34149 
Micr 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
occineae; 
219846571 


inomycet 


737856 Bacteria_16S 3508289 3508260 55 84 gi| 219846570 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Microbacteriaceae; Microbacterium. 

737856 Bacteria_16S 3509811 3509782 55 84 gi| 219846569 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Microbacterium. 

737856 Bacteria_16S 3609087 3609058 57 86 gi| 219846499 


strain NCIMB 629 


16S ribosomal RNA, partial sequence 3608971 36104 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 
737856 Bacteria_16S 3692509 3692484 57 82 gi|219846442 
hansonii strain AM6 16S ribosomal RNA, partial sequence 36924 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococ 


cales; 


737856 Bacteria_16S 3705970 3705945 57 82 gi 
debontii strain FC3 16S ribosomal RNA, partial sequence 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


M 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


ref |NR_026537.1 
2967820 296928 
cetales; Propion 


ref|NR_026489.1 


ref |NR_026483.1 
3045360 304685 
ales; Micrococci 


ref|NR_026481.1 
54 3049838 Eremoc 
ref |NR_026467.1 
11 3070973 Vagoco 
ref|NR_026441.1 


aceae; Rhodovulu 
ref|NR_026412.1 


; Intrasporangia 
ref |NR_026362.1 


; Intrasporangia 
ref |NR_026349.1 


7 De 
ref 


rmacoccaceae 
NR_026239.1 


; Cellulomonadac 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 
ref|NR_026176.1 
; Cellulomonadac 
ref|NR_026163.1 
3506673 350814 
ales; Micrococc 


cetales; Microc 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


ref |NR_026091.1 


ref|NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 


219846432 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microlunatus 
7 Microlunatus 


ibacterineae; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Eremococcus coleocola 
occus coleocola 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Brachybacterium 
0 Brachybacterium 
occineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 
Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 


neae; Microbacteriaceae; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 


ref|NR_026023.1 


Prosthecobacter 


3705870 3707337 Prosthecobacter debontii 


Prosthecobacter. 


737856 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


737856 Bacteria_16S 


michiganensis sub 


3707488 3707463 57 82 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3768529 3768500 55 84 gi 
species tessellarius strain 78181 16S 


219846431 
ence 37073 
robiales; 
219846385 
ribosomal 


ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_025976.1 
RNA, partial seq 


Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 

Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


737856 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


737856 Bacteria_16S 


strain 101 16S ri 


Micrococcineae; Microbacteriaceae; Cla 
3810883 3810858 57 82 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3948909 3948884 58 83 gi 
bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


737856 Bacteria_16S 


strain IAM 13153 


3975689 3975664 57 
16S ribosomal RNA, 


82 gi 
complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


737856 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


737856 Bacteria_16S 


strain CM2104 16S 


3977178 3977153 57 82 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


’ 


4011218 4011189 55 84 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


737856 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


737856 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


737856 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


737856 Bacteria_16S 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


737856 Bacteria_16S 


polysaccharolytic 


Thermoanaerobacterium polysaccharolyticum Bacteria; 


Thermoanaerobacte 


737856 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


737856 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


737856 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


737856 Bacteria_16S 


strain 173-96 16S 


4041536 4041511 57 82 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4170822 4170797 57 82 

S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
46936 46912 55 79 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
135121 135081 42 82 gi 
in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

269294 269270 55 79 gi 
um strain KMTHCJT 16S ribosomal RNA, p 


gi 


gi 


rales; Thermoanaerobacterales Family I 
412246 412222 58 82 gi 
Kx156A7 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactob 
534888 534864 58 82 gi 

ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
542482 542454 51 79 gi 
osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
559395 559360 48 84 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


737856 Bacteria_16S 


strain HKI 0120 1 


635029 635001 55 83 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


737856 Bacteria_16S 


strain HKI 0119 1 


636561 636533 55 83 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


737856 Bacteria_16S 


strain W16 16S ri 


674429 674389 42 82 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


737856 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


737856 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


737856 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


737856 Bacteria_16S 


807541 807517 58 82 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; Lactobacillaceae 
854532 854492 42 82 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

1174503 1174479 58 

osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1301040 1301016 55 79 gi 


82 gi 


3948831 39502 


4011119 40125 


4041510 40429 


4170715 41722 


534808 53626 


542382 54390 


559287 56077 


6S ribosomal RNA, partial sequence 634924 63640 


6S ribosomal RNA, partial sequence 636453 63793 


674316 67581 


1174405 11758 


vibacter. 

219846355 
38107 
e; Carnoba 
219846259 


Acetobacte 
219846241 
39756 
llaceae; M 
219846240 
quence 

Rhodospir 


219846215 


ococcineae 
219846195 


219846099 


Ss. 
265679032 
nce 46828 
irillales; 
265678972 
1 sequence 
Actinomy 


’ 


265678880 
artial seq 


II. Incert 
265678779 
quence 

acillaceae 
265678695 


xibacterac 
265678690 


Deferriba 
265678679 


Acetobacte 
265678627 


ococcineae 
265678626 


ococcineae 
265678599 


ococcineae 
265678507 
e 80741 
; Lactobac 
265678475 
equence 

dae; Actin 


228718578 


a. 


Firmicutes; 


ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref |NR_025849.1 


raceae; Acidocel 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025830.1 

3977072 397838 
illales; Rhodosp 


ref|NR_025805.1 


; In 
ref 


trasporangia 
NR_025785.1 


ref|NR_025689.1 


ref |NR_029340.1 
48321 Alcani 
Alcanivoracacea 
ref |NR_029280.1 
135066 136444 
cetales; Actinom 


ref 
uenc 


NR_029186.1 
e 269183 
ae Sedis; Thermo 
ref |NR_029084.1 

412124 413673 
; Lactobacillus. 
ref|NR_029000.1 


eae; Arcicella. 
ref|NR_028995.1 
0 Deferribacter 
cter 
ref 


NR_028984.1 


race 
ref 


ae; Roseomon 
NR_028932.1 
; In 
ref 


trasporangia 
NR_028931.1 
; Intrasporangia 
ref |NR_028904.1 
0 Dermatophilus 
; Dermatophilace 
ref|NR_028810.1 
2 808917 Lactob 
illus. 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 


ref|NR_027574.1 


219846639 


ref|NR_026231.1 


Clostridia; 


Carnobacterium 
acterium funditum 


Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Mycoplana bullata 
ana bullata Bacteria; 


Rhodospirillum 
6 Rhodospirillum 


irillaceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Alcanivorax 
vorax borkumensis 
e; Alcanivorax. 
Actinomyces 
Actinomyces 
ycineae; 


Thermoanaerobacterium 
270620 


anaerobacterium. 
Lactobacillus 


Lactobacillus 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Deferribacter abyssi 
abyssi Bacteria; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Lactobacillus 

acillus ingluviei 


Propionibacterium 
Propionibacterium 


ionibacterineae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Caldicellulosiruptor 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellulosiruptor. 

737856 Bacteria_16S 1304150 1304126 55 
owensensis OL 16S 
Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 
737856 Bacteria_16S 1324058 1324034 55 
kristjanssonii 17 
kristjanssonii 17 
Family III. 
737856 Bacteria_16S 


7R1B Bacteria; 


1345502 1345462 42 


79 


ribosomal RNA, partial sequence 
Thermoanaerobacterale 


79 


7R1B strain 16S ribosomal RNA, partial 
Firmicutes; 
Incertae Sedis; Caldicellulosiruptor. 


82 


Clostridia; 


gi|219846460 
1304017 13055 
S; 


219878140 
sequence 


gi 


gi|228720938 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 


4810 Bacteria; Ac 
Brachybacterium. 
737856 Bacteria_16S 
bolidensis strain 


1625483 1625443 42 


Arsenicicoccus. 
1817284 1817260 58 


Intrasporangiaceae; 
737856 Bacteria_16S 
myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 

737856 Bacteria_16S 
sanguinicola stra 
sanguinicola Bacteria; 
737856 Bacteria_16S 

acetigenes strain 
Bacteria; Firmicutes; 
Sporanaerobacter. 
737856 Bacteria_16S 
quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 

737856 Bacteria_16S 
strain AML-C10 16 
Proteobacteria; 
737856 Bacteria_16S 2464904 2464880 58 
strain CCUG 43179 16S ribosomal RNA, 
Bacteria; Firmicutes; Lactobacillales; 
737856 Bacteria_16S 2705794 2705766 51 
oxidotolerans str 
oxidotolerans Bacteria; 
737856 Bacteria_16S 2783787 2783747 42 
fritillariae stra 


teria; Bacteroidetes; 
1908412 1908384 51 


Firmicutes; 
2253883 2253855 51 


Clostridia; 
2411795 2411775 62 
teria; 


Proteobacteria; 


2413361 2413341 62 


Firmicutes; 


Microbacteriaceae; Okibacterium. 
737856 Bacteria_16S 2801805 2801777 51 
strain IFO 14915 


82 


CCUG 47306 16S ribosomal RNA, partial 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; 


82 


ain DSM 11118 16S ribosomal RNA, parti 
Sphingobacteria; 


79 


in CCUG 43001 16S ribosomal RNA, parti 
Lactobacillales; Aeroc 


79 


82 


ain AML-D4 16S ribosomal RNA, partial 
Gammaproteobacter 


82 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococc 


82 


complete sequence 
Lactobacillaceae; 


79 


ain T-2-2 16S ribosomal RNA, partial s 


in VKM Ac-2059 16S ribosomal RNA, part 
fritillariae Bacteria; Actinobacteria; Actinobacteridae 


16S ribosomal RNA, partial sequence 2801710 28 


Clostr 


tinobacteria; Actinobacteridae; Actinomycetales; 


219878459 
sequence 


gi 


219878324 
al sequenc 
s 


gi 


219878257 
al sequenc 


gi 


gi|219857563 


Lup33 16S ribosomal RNA, partial sequence 22537 
Clostridiales; 


219857452 
sequence 


gi 


gi|219857451 
2413261 24147 


219857406 
24647 
Lactobac 
219857184 


gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


737856 Bacteria_16S 2806370 2806342 51 
consettensis stra 
consettensis Bact 
Micromonosporaceae; Actinoplanes. 
737856 Bacteria_16S 
tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae; Mycetocola. 

737856 Bacteria_16S 3138647 3138623 58 
strain GY-1 16S r 
Deinococcus-Thermus; 
737856 Bacteria_16S 
strain DSM 10022 
Firmicutes; Clostridia; 
737856 Bacteria_16S 
strain DSM 10020 
Firmicutes; Clostridia; Clostridiales; 
737856 Bacteria_16S 3302578 3302554 58 
strain DSM 5351 16S ribosomal RNA, 
Firmicutes; Bacillales; Salinicoccus. 
737856 Bacteria_16S 3610568 3610540 57 


2896652 2896612 42 


Deinococci; 
3229766 3229738 51 


Clostridiales; 
3231293 3231269 55 


strain NCIMB 1493 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Planococcaceae; 


in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


ibosomal RNA, partial sequence 


79 


82 


85 


Planococcus. 


equence 2705678 270719 
Bacillales; Bacillales Family XII. Incertae S 
82 gi|219857127|ref|NR_024755.1 
ial sequence 2783663 278516 
; Actinomycetales; Microco 
79 gi|219857115|ref|NR_024743.1 
03180 Actinoplanes 
neae; Micromonos 
79 gi|219857112|ref|NR_024740.1 
1 sequence 2806275 280774 
; Actinomycetales; Micromo 
82 gi| 219856858 |ref|NR_024677.1 
sequence 2896542 289798 
dae; Actinomycetales; Micr 
82 gi| 219846829 |ref|NR_026421.1 
3138565 31400 
Thermales; Thermaceae; Meiothermus. 
79 gi| 219846767 |ref|NR_026359.1 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fami 


ly XI. I 


gi|219846766 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fami 


ly XI. I 


gi|219846719 


complete sequence 3302462 33040 


gi| 219846498 


Thermoanaerob 


Actinomycetale 


phingobacter 


occaceae; 


idiales Family 


ia; Methyloc 


ref|NR_026051.1 


ref|NR_025279.1 
1323941 132544 
acterales; 


ref |NR_027599.1 


Micrococcineae; 
ref|NR_025598.1 

1625384 162685 
s; Micrococc 


ref |NR_025463.1 
e 1817180 181866 
iales; Flexi 


ref|NR_025396.1 
e 1908318 190981 
Aerococcus. 
ref|NR_025151.1 
47 2255269 Sporan 
XI. Incerta 


ref|NR_025040.1 
2411699 241321 
occales; Met 


ref|NR_025039.1 
aceae; Methylosa 
ref |NR_024994.1 
63 2466330 Lactob 
illus. 

ref |NR_024812.1 


30 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026311.1 


Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 
Thermoanaerobacterales 


Family III. Incertae 


Caldicellulosiruptor 
8 Caldicellulosiruptor 


Thermoanaerobacterales 


Brachybacterium 


82 1346861 Brachybacterium faecium DSM 


Dermabacteraceae; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Aerococcus 
6 Aerococcus 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Methylosarcina 
0 Methylosarcina 


hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Lactobacillus mucosae 
acillus mucosae 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Okibacterium 
8 Okibacterium 
ccineae; 


Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

5 Actinoplanes 

nosporineae; 


Mycetocola 
5 Mycetocola 


ococcineae; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 

Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Salinicoccus roseus 


04 Salinicoccus roseus Bacteria; 


ref |NR_026090.1 


Planococcus citreus 


3610451 3611882 Planococcus citreus Bacteria; 


737856 Bacteria_16S 3732845 3732821 55 79 gi|219846412 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Thermomonosporaceae; Actinomadura. 


737856 Bacteria_16S 3860884 3860860 58 82 gi| 219846321 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lacto 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

737856 Bacteria_16S 4017184 4017160 58 82 gi| 219846211 


strain SW-154 16S ribosomal RNA, partial sequence 4017086 40185 
Proteobacteria; Gammaproteobacteria; Kangiella. 
737856 Bacteria_16S 4040078 4040050 57 85 gi| 219846196 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacil 
Bacillales; Bacillaceae; Bacillus. 
737856 Bacteria_16S 4095921 4095897 58 82 gi|219846155 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 


ref|NR_026003.1| Actinomadura 
3732782 3734190 Actinomadura 
cetales; Streptosporangineae; 


ref|NR_025911.1| Lactobacillus reuteri 


bacillus reuteri Bacteria; Firmicutes; 


ref|NR_025801.1| Kangiella aquimarina 
81 Kangiella aquimarina Bacteria; 


ref|NR_025786.1| Bacillus fordii strain 
lus fordii Bacteria; Firmicutes; 


ref|NR_025745.1| Algoriphagus 
4095844 4097268 Algoriphagus 


ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 


Algoriphagus. 


737856 Bacteria_16S 4223972 4223948 58 82 gi|219846055 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 


ref|NR_025645.1| Salinicoccus 
4223876 4225383 Salinicoccus 


Appendix 9 


BLAST Hits of Randomly Generated Reads vs Combined 16S Database for 
Archaeal, Bacterial, and Fungal Sequences 


131303 Bacteria_16S 
radiotolerans str 


radiotolerans Bac 
Kineosporiaceae; 


131303 Bacteria_16S 
bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 
240815 Bacteria_16S 
strain RB-8 16S r 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

341273 Bacteria_16S 46530 46550 23 43 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
341273 Bacteria_16S 116450 116470 23 43 gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

341273 Bacteria_16S 226363 226383 23 43 gi|265678912|ref|NR_029220.1 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
341273 Bacteria_16S 227870 227890 23 43 gi|265678911|ref|NR_029219.1 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

341273 Bacteria_16S 229376 229396 23 43 gi|265678910|ref|NR_029218.1 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
341273 Bacteria_16S 230884 230904 23 43 gi| 265678909 |ref|NR_029217.1 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
341273 Bacteria_16S 243361 243381 23 43 gi|265678900|ref|NR_029208.1 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

341273 Bacteria_16S 479309 479329 23 43 gi| 265678732 |ref|NR_029037.1 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

341273 Bacteria_16S 480858 480878 23 43 gi|265678731|ref|NR_029036.1 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycoba 


Bacteria; Actinob 
Mycobacterium. 


341273 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


341273 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


341273 Bacteria_16S 


holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 


341273 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


341273 Bacteria_16S 


strain DSM 44222 


ibosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


539090 539110 23 43 gi 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

581564 581584 23 43 gi 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

618040 618060 23 43 gi 
1406 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1727209 1727229 23 43 gi 
DSM 44223 16S ribosomal RNA, partial s 


Mycobacterium. 


1728748 1728768 23 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


341273 Bacteria_16S 


1731797 1731817 23 43 gi 


851868 851848 9 29 gi| 265678478 |ref|NR_028781.1 
ain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineos 
Kineococcus. 

1625819 1625799 9 29 gi| 219878459 |ref|NR_025598.1 
CCUG 47306 16S ribosomal RNA, partial sequence 1625384 162685 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
e; Arsenicicoccus. 

1737935 1737915 79 99 gi| 219878383 |ref|NR_025522.1 


1736673 17381 


ales; Cory 
265678693 
sequence 
dae; Actin 


265678665 
sequence 
Actinomy 


, 


265678640 
nce 61679 
ales; Cory 


219878390 
equence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


219878389 


16S ribosomal RNA, partial sequence 1727522 17290 


nebacterin 
219878387 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


nebacterineae; M 
ref |NR_028998.1 
537853 539333 


omycetales; Cory 


ref |NR_028970.1 
580337 581817 
cetales; Coryneb 


ref|NR_028945.1 
5 618320 Mycoba 
nebacterineae; M 


ref|NR_025529.1 

1725987 172747 
ales; Corynebact 
ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 


Kineococcus 
Kineococcus 
poriineae; 


Arsenicicoccus 
0 Arsenicicoccus 


ineae; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 

Mycobacterium 
cterineae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 

Mycobacterium 
bacterineae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


Mycobacterium 
Mycobacterium 
nebacterineae; 


Mycobacterium 
Mycobacterium 
acterineae; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 


ref|NR_025526.1 
1730570 173206 


Mycobacterium 
2 Mycobacterium 


TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGACCTGGGCAACACACGTGCTACAATGGATGGTACAATGGGACGCGAAACCGCGAGGTGAAGCAAATCCCAAAAAGCCATTC 
TCAGTTCGGATTGTAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCACGAGAGTTGGTAACACCCGAAGTCGGTGGAGTAACCTTTTGGAGCTAGCCGCCGAAGGTGGGACCAATGATTGGGGTGAAGTCGTAACAAGGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGTACGGTAACAGGGAGGAA 
GCTTGCTTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGTTTCATGGAGGGGGATAACTGTTGGAAACGGCAGCTAATACCGCGTAATAT 
CGAGAGATTAGAGGTGTGGGACCGTAAGGCCACATGCCATGAAGTGAGCCCAAGTGGGATTAGATAGTTGGTGAGGTAATGGCTCACCAAGTCAGCGATCTCTAG 
CTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAG 
CCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTGGTGAGGAAGGTTGACGTGTTAATAGCACGTTGGTTTGACGTTAGCCACAGAAGAA 
GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGTTACTTAAGTGAGGTG 
TGAAAGCCCTGGGCTTAACCTAGGAATTGCATTTCATACTGGGTAGCTAGAGTATTTTAGGGAAGAGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGT 
GGAGGAATACCGAAGGCGAAGGCAGCTCTTTGGGGAAATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTA 
AACGATGTCGATTTGGGGGTTGGGCAATAAGCTTGGCGCCCGTAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTAAGAAGAGCTCAGAGATGAGCTTGTG 
CCTTCGGGAGCTTAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAG 
CGGTTAGGCCAGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTA 
CAATGGCGTATACAGAGGGCGGCGAGCCAGCGATGGTGAGCGAATCTCAGAAAGTGCGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAAT 
CGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTA 
ACCATTTTGGGGGGCGTTTACCACGGTATGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCTTCACTTCGGTGAGGAGCGGCG 
GACGGGTTAGTAACGCGTGGGAACATACCCTTCTCTAAGGAATAGCCACTGGAAACGGTGAGTAATACCTTATACGCCCTTCGGGGGAAAGATTTATCGGAGAAG 
GATTGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTACGATCTATAGCTGGTTTGAGAGGATGATCAGCAACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTCGTAAAGCTC 
TTTCGCCAGAGATGATAATGACAGTATCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTG 
GGCGTAAAGCGCGCGTAGGCGGACTATTAAGTTAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTAATACTGGTAGTCTTGAGTTCGAGAGAGGTGAG 
TGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGTAGCATGCTGCTCGGTGACACACCTAACGGATTAAGCATTCCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAA 
CCCTTGACATCCTCATCGAGATTTCTGGAGACAGATTTCGTCAGTTCGGCTGGATGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCG 
GTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACG 
TCAAGTCCTCATGGCCCTTACGGGTTGGGC TACACACGTGCTACAATGGCAAGTACAGTGAGTTAATCTCCAAAACTTGTCTCAGTTCGGATTGGGGTCTGCAAC 
TCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGT 
CCACCCGAAGGCCGTGCGCCAACCTGCTTGCAGGAGGCAGCGGACCACGGTGAGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGG 
CTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGG 
TAACAGGAGAAGCTTGCTTCTCGCTGACGAGCGGCGGACGGGTGAGTAATACTTAGGAATCTGCCCAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAATACC 
GCATACACCCTACGGGGAAAAGGGGGCTGCTTGCAGCTCTCGCTATTGGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACAAT 
CTGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGAACTGAGACACGGTCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTG 
ATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGAAGACTCTATGGTTAATACCCATAGACGATGACATTAGCTGCA 
GAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTATTAAGT 
CAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATCTGATACTGGTGAGCTAGAGTAGGTGAGAGGGAGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAG 
AGATCTGAAGGAATACCGATGGCGAAGGCAGCCTCCTGGCATCATACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGTCTACTAGTCGTTGGGGAACTTGATTCCTTAGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCA 
AATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATG 
CGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTA 
GTTACCAGCGGGTTATGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACA 
CACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGA 
AGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTG 
GGTAGCCTAACTTAGGAGGGCGCTCACCACGGTGTGGTTGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGATGTTAGCGCAT 
GAACCTTCGGGGGATTATGCTAACGGAAAGCGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCCCTGACAGAGGGATAGCCATTGGAAACGATGATTAAAACC 
TCATGACACCGATGAAGCACATGCTTCATCGGTCAAAGATTTATCGGTCAGGGATGGGCCTGCGTCTGATTAACTAGTTGGTGAGGTAACGGCTCACCAAGGTGA 
CGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTTCTACGGAAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAG 
CCTGATGCAGCAACGCCGCGTGAAGGATGAAGGCCTTCGGGTTGTAAACTTCTGTTCTAAGGGAAGAAACAAATGACGGTACCTTAGGAGCAAGCCCCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAAGCGCAAGGTTTAATTTAGAG 
GCTCAACCTCTACTTGCCTTGCGAACTGGGCTACTTGAGTGCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG 
CGGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGCACT 
AGGTGTTGGGCCCGTTAGGCTCAGTGCCGCAGTTAACGCAATAAGTGCTCCGCCTGGGGAGTACGCTCGCAAGAGTAAAACTCAAAGGAATTGACGGGGACCCGC 
ACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTGCTGACAGGACCTTAACCGGTCCCTTCTTCGGACAGCAG 
AGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAGTTACTAACATTCAGTTGAGGAC 
TCTAGCGAGACTGCCGAGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCTGGGCTACACACGTGCTACAATGGTCGGTACAAT 
GGGATGCAATACTGTGAAGTGGAGCAAATCACCAAAACCGATCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCAGAT 
CAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAAGTTGGGGGTGCCCAAAGTCGGTTAATTAATCTATCGCCTAAGGC 
AAAACCAATGACTGGGGTGAAGTCGTAACAAGGTAACCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGTGGC 
GTGCTTAACACATGCAAGTCGAACGGTGAAGCTCAGCTTGCTGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCCTACTTCGGGATAAG 
CCTTGGAAACGAGGTCTAATACCGGATATGAACGCTTGCCGCATGGTGGGTGTTGGAAAGTTTTTCGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGG 
GGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCACGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTAC 
CTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCARGCGTTGKCCGGAATTATTGGGCGTAAAGAGCTSGTASGCGGTCTGT 
CGCGTCTGGTGTGAAATCCCATGGCTCAACTGTGGGCTTGCATCGGGTACGGGCAGACTAGAGTACTGTARGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATG 
CGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCCAGTTCCACTGGTTCTGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTACGAGAACGCCC 
CAGAGATGGGGTTCTCTTTGGACACTCGTACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 


341273 Bacteria_16S 2034424 2034444 23 


43 


gi 


smegmatis strain ATCC 19420 16S ribosomal RNA, partial 


smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacteriaceae; Mycobacterium. 
341273 Bacteria_16S 2133756 2133776 23 


43 


gi 


poriferae strain ATCC 35087 16S ribosomal RNA, partial 


poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacteriaceae; Mycobacterium. 
341273 Bacteria_16S 2328027 2328047 23 


341273 Bacteria_16S 2594727 2594747 23 


341273 Bacteria_16S 
strain CIP 103464 


2640731 2640751 23 
341273 Bacteria_16S 3338566 3338586 23 


Mycobacteriaceae; Mycobacterium. 
341273 Bacteria_16S 3340078 3340098 23 


Mycobacteriaceae; Mycobacterium. 
341273 Bacteria_16S 3492950 3492970 23 


43 


43 


43 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
gi 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 


43 


43 


43 


gi 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
gi 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


gi 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequ 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; 


gi 


chlorophenolicum ATCC 43826 16S ribosomal RNA, partial 


chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
341273 Bacteria_16S 3616299 3616319 23 


strain 1066 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


341273 Bacteria_16S 3637230 3637250 23 


strain ATCC 43910 


Mycobacterium. 
554443 Bacteria_16S 
strain MV1075 16S 
Thermotogae; 
615497 Bacteria_16S 


670191 670211 53 


1687866 1687890 17 


43 


43 


73 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 


41 


strain 6AG 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 
701997 Bacteria_16S 


Bacillaceae; 
3790928 3790905 60 


Bacillus. 


83 


strain PG8 16S ribosomal RNA, partial sequence 


701997 Bacteria_16S 4107718 4107695 60 


83 


strain PS-1 16S ribosomal RNA, partial sequence 


704549 Bacteria_16S 641342 641318 66 


90 


gi 
3615060 36165 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


669757 67122 


gi 


1687712 16892 


gi 


3789540 37910 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


gi 


4106362 41078 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


gi 


219878172 
sequence 


219857646 
sequence 


219857511 


219857272 


219857231 


26395 


219846693 


sequenc 


219846692 


Actin 


219846581 


sequence 


Acti 


219846495 


219846481 
36360 
Cory 
265678602 
219878415 


219846370 


219846148 


Actinomycetales; 


ref|NR_025311.1 


ref |NR_025235.1 


is} 


ales; 
ref|NR_025099.1 


eae; 
ref |NR_024903.1 


eae; 
ref |NR_024859.1 


eae; 
ref |NR_026285.1 


ref|NR_026284.1 
ence 
omycetales; 


ref |NR_026173.1 


ref |NR_026087.1 


eae; 
ref |NR_026073.1 


ref |NR_028907.1 
5 Marinitoga ca 


ref|NR_025554.1 
35 Bacillus sali 


ref|NR_025961.1 
15 Acholeplasma 


ref|NR_025738.1 
18 Acholeplasma 


265678623 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Nesterenkonia. 


ref|NR_028928.1 


Mycobacterium 


2033216 2034702 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


132540 2133989 Mycobacterium 
Corynebacterineae; 


Mycobacterium doricum 


77 Mycobacterium doricum Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Mycobacterium tusciae 


10 Mycobacterium tusciae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Mycobacterium alvei 


12 2640976 Mycobacterium alvei Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


e 3337354 3338813 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


3338864 3340325 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


3491744 3493209 Mycobacterium 
nomycetales; Corynebacterineae; 


Mycobacterium gadium 


15 Mycobacterium gadium Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Mycobacterium duvalii 


02 3637503 Mycobacterium duvalii 
nebacterineae; Mycobacteriaceae; 


Marinitoga camini 
mini Bacteria; 


Bacillus saliphilus 
philus Bacteria; 


Acholeplasma laidlawii 
laidlawii Bacteria; 


Acholeplasma pleciae 
pleciae Bacteria; 


Nesterenkonia 


641107 642573 Nesterenkonia 


TCCTATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGG 
GCTTCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGATMCCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACC 
CCGTSAAGTCGGAGTCGSTAGTAATCGCAGATCAGCMMCGCTGCGGTGAATACGTTCCCGGGTCCTTGTACACRCCGCCCGTCAAGTCACGAAAGTTGGTAACAC 
CCGAAGC TCACGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGG 
AAAGGCTCCAACTTTGTTGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGAGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACC 
GGATAGGACCATCCTTTAGTGTGTGGTGGTGGAAAGATTTTTTGGTACAGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCG 
ACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCC 
TGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCTTTTGTGACGGTACCTGTATAAGAAGCACCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGG 
GCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACC 
GATGGCGAAGGCAGGTCTCTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCG 
CTAGGTGTGGGCTGCTTCCACGTGGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACTAGATCGCCGCAGAGATGTGGTTTCCCCTTGTG 
GGCTGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTAT 
GGTGGGGACTCATGAGAAACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGT 
CGGTACAGCAGGTTGCGATACCGTGAGGTGGAGCTAATCCTTTTAAAGCCGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCCATGGCCCAACCCC 
TTGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGA 
GCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCAGGCTTTGGGATAACCCCGGGAAACCGGGGCTAATACCGAA 
TATTACCTGGCTTCGCATGAGGCTTGGTGGAAAGTTTTTCGGCTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACG 
GGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTAC 
GTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCAGCT 
CAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAG 
GTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCGCAGAGATGTGAGGTCCTTCGGGGGCG 
GTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGG 
GACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTAC 
AATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGC 
AGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAG 
GGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCCAGCTTGCTGGGGGATTAGTGGCGAACGGGTGAGTAAC 
ACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATACGACCATCTGGCGCATGTCATGGTGGTGGAAAGCTTTTGTGGTT 
TTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGG 
AATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGACCGGGGCTCAACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTA 
GGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAA 
GCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATT 
AAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAG 
AACCTTACCAAGGCTTGACATGAACCGGAAAGACCTGGAAACAGGTGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGC 
CGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCAGGCCTAACACATGC 
AAGTCGAGCGGCAGCGGGAAAGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCTTGGGGATCTGCCCGGTCGAGGGGGATAACCGTTGGAA 
ACGACGGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGACCTTCGGGCCTTGCGCGATTGGATGAACCCAAGTGAGATTAGCTAGTTGGTGAGGTAACGG 
CTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGTGAGGAAAGGAGGTTGGCTAATACCTGGCCT 
CTGTGACGTTAACCACAGAAGAAGCACCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCCAAGCGTTAATCGGAATAACTGGGCGTAAAGCGCA 
CGCAGGCGGTTTGTTAAGCCAGATGTGAAAGCCCCGGGCTCAACCCGGGAACTGCATTTGGAACTGGCAGACTAGAGTCTTGGAGAGGGGGGTAGAATTTCCGGT 
GTAGCGGTGAAATGCGTAGAGATCGGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGCCAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTTGAAGTCTGTGCCATTTGAGCGCGGGTTTCGGAGCTAACGCGTTAAGTTGACCGCCTGGGGAGTACG 
GCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATAC 
AGCGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACGCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCCTTTGTTGCCAGCGATTCGGTCGGGAAC TCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCC 
CTTACGGGTAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCGGCGAACCAGTGATGGTAAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTC 
TGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCTCCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTA 
ATGTATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTAAATACCGCATACNCCCTACGGGGGAAAGCAGGGGATCGCAAGACCTTGCACTA 
TTGGAGCGGCCGATATCGGATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAACCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCA 
CTTTTGGCAGGAAAGAAACGTCGTGGGTTAATACCCCGCGGAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGNNGTGAAATCCCAGAGCTTAACTTTGGAACTGCATTTTTAACTA 
CCGGGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACAC 
TGACNNTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTGTAAACGATGTCAACTAGCTGTTGGGGCTTCGGGCTTGGTAG 
CGCAATAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTC 
GATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATCCTGAAGAGATTTAGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGA 
GGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAAT 


CCCAGAAACCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAANNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTACAGCTTCCTGTGGTGGATTAGTGGCGAAC 
GGGTGAGTAATACGTGAGTAACCTGCCCTTGTCTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATTCTGCTTTCATCGCATGGTGGGGGTTGGAAAG 
GGTTTCTGGATAGGGATGGGCTCACGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACATT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCTTTC 
GGGTTGTAAACTCCTTTCAGTACAGAACAAGGCCTTTTTGGTTGAGGGTATGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
CGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGCCTGCTGTGAAAGACCGGGGCTTAACTTCGGGGTTGCAGTGGGTACGGGC 
AGACTAGAGTGTGGTAGGGGTAATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCCACCACTG 
ACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGGCCTTTTCCACGGGTTCTGCG 
CCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGCGATGTGCCAGAGATGGTGCAGCCTTCGGGGTGGTGTACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCAATTCGGTTGGGGACTCACGGGAGACTGCCGGGGTTAACTC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGAGCCTGTGAGGGTGAGCT 
AATCTCTTAAAGCTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTCC 
TCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGGGCGGCACGGGGGGGAAGCCTGCTTCCCTGCCGGCGAGTGGCGGACGGGTGAGTAATGTCTGGGGAT 
CTGCCCGATGGAGGGGGATAACCACTGGAAACGGTGGCTAATACCNCATAACCACTGANGAGNAAAGTGGGGGACCTTCGGGCCTCACGCCATCGGATGAACCCA 
GATGGGATTAGCTAGTAGGCGGGGTAATGGCCCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCTTCGGGTTGTAAAGTACTTTCAGCGGGG 
AGGAAGGCGTGGGTCCGAATACGGCTCACGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTT 
AATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCAATTAAGTTGGATGTGAAATCCCCGGGCTTAACCCGGGAACGGCATCCAAGACTGGTTGGCTGGAGT 
CTCGTAGAGGGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGT 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACG 
CGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGC 
GAAGAACCTTACCTACTCTTGACATCCAGCGAAGCCTTTGGAGACAGAGGCGTGCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGT 
GAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTGATGGTGGGAACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGG 
TGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGGATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGAACTCATA 
AAGTCCGTCGTAGTCCGGATTGGAGTCTGCAACTCGGCTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACTTCGGGGGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGT 
AACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGACGGACGCTGGCGGCGTGCTTAACACATG 
CAAGTCGAACGCTGAAGCTTGGGTGCTTGCATCTGGGTGGATGAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAA 
ACTGGGTCTAATACTGGATACTACACTCTCTCGCATGGGGGTGTGTGGAAAGGGTTTTACTGGTTTTGGATGGGCTCACGGCCTATCAGCTTGTTGGTGGGGTAA 
TGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACGGAAGAAGCGAAAGTGACGGTACGTGCA 
GAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGT 
CTGCTGTGAAAGCCCGGGGCTTAACCCCGTGGTGTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCA 
GATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
TGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCTAGGGGAGTACGGCCGCAAGGCTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCAGACCGGCCCAGA 
GATGGGTTTTCCTCTTTGAGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTC 
TATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
TCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACCGTGAGGTGGAGCTAATCCCAAAAAGCTGGTCTCAGTTCGGATCGTGGTCTGCAACTCGACCACG 
TGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGA 
AGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCT 
CCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGT 
AACAGGGGGTGCTTGCACCCCGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCAGTAGTGGGGGATAGCCCGGGGAAACCCGGATTAATACCG 
CATACGTCCTTCGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGAGCCTATGTCGGATTAGCTTGTTGGTAAGGTAACGGCTTACCAAGGCAACGA 
TCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATNGGGGCAACCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGAGGAGGAAAACCTTACGATTAATACTCGTGAGGCTTGACGTTACTCAC 
AGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGATAAG 
CGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTGTCAGGCTAGAGTGTGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTA 
GATATAGGAAGGAACATCAGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGTCTACTAGCCGTTGGGACTCTTGAAGTCTTAGTGGCGCAGTTAACGCACTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTC 
AAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATGTTGGGAACTTTCCAGAGAT 
GGATTGGTGCCTTCGGGAACCCAAACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCCT 
AGTTGCCAGCACGTAATGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTACGGCCAGGGCTAC 
ACACGTGCTACAATGGCGCGCACAGAGGGCTGCAAACCCGCGAGGGGGAGCCAATCTCACAAAACGCGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTG 
AAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGT 
GGTTAGTCTAACCTTCGGGAGGACGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGATGTTAGCGCATGAACCTTCGGGGGATTATGCT 
AACGGACAGCGGCGGACGGTGTGAGTAACGCGTAGGCAACCTGCCCCTGACAGAGGGATAGCCATTGGAAACGATGATTAAAACCATCATGACACCGTAGAAGCA 
CATGCTTCATCGGTCAAAGATTTATCGGTCAGGGATGGGCCTGCGTCTGATTAACTAGTTGGTGAGGTAACGGCTCACCAAGGTGACGATCAGTAGCCGACCTGA 
GAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTTCTACGGAAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGC 
GTGAAGGATGAAGGCCTTCGGGTTGTAAACTTCTGTTCTAAGGGAAGAAACAAATGACGGTACCTTAGGAGCAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAAGCGCAAGGTTTAATTTAGAGGCTCAACCTCTACTTGCCT 
TGCGAACTGGGCTACTTTAGTGCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCTGAAGGTCGGTCTTT 
CTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGCACTANNTGTTGGGCCCGTT 
AGGGCTCAGTGCCGCAGTTAACGCAATAAGTGCTCCGCCTGGGGAGTACGCTCGCAAGAGTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTGCTGACAGGACCTTAACCGGTCCCTTCTTCGGACAGCAGAGACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAGTTACTAACATTCAGTTGAGGACTCTAGCGAGACTGCC 
GAGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCTGGGCTACACACGTGCTACAATGGTCGGTACAATGAGAGGCAATACTGT 
GAAGTGGAGCAAATCACCAAAACCGATCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTG 
AATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGTGCCCAAAGTCGTTTAATTAATCTATCGCCTAAGGCAAAACCAATGACTGGG 


GTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACA 
CATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCAGTCGTGGGGGATAACTACGCGAAAGC 
GTAGCTAATACCGCATACGCCCTGAGGGGGAAAGCGGGGGACCTTCGGGCCTCGCGCGATTGGAGCGGCTGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCT 
ACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAA 
TGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGACGGAAAGAAATCGGGCGGGTGAATATCCCGCCTGGA 
TGACGGTACTGTCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAG 
GCGGTTGTGTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGCACGGCTAGAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGC 
AGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTTGTTCGGGAAGGTAACTTCCTGAGTAACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCG 
CAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCTGG 
AATCCTGCAGAGATGCGGGAGTGCCTTCGGGAGCCAGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGTCGCTAATTGCCATCATTAGGTTGGGCACTTTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAT 
GGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCACAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAA 
CTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT 
TTCACCAGAAGTAGGTAGCTTAACCTTTCGGGGAAGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGC 
TGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCTAGAGTGGCGGACTGGTGAGTAACGCGTGGGTGACCTGCCCTGAAGAT 
GGGGATAGCTAGTAGAAATATTAGATAATACCGAATGTGCTTATACGGATAAAGCCGTATAAGGAAAGGAGCTACGGCTCCGCTTTAGGATGGGCCTGCGTCCCA 
TTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCAACGATGGGTATCCGGCCTGAGAGGGTGAACGGACACATTGGGACTGAGATACGGCCCAAACTCCTACGGG 
AGGCAGCAGCTAAGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGTGTGAATGAAGAAGGCCGAAAGGTTGTAAAATTCTTTTGCAGATGAAGAAT 
AAGGGGAAGAGGGAATGCTTCTCTGATGACGGTAGTCATGCGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGGGCGAGCGTTGTTCG 
GAATTATTGGGCGTAAAGGGTATGTAGGCGGTTAGGTAAGCCTGGTGTGAAATCTACGAGCTCAACTCGTAAACTGCATTGGGTACTGCTTAACTTGAATCACGG 
AGGGGAAACCGGAATTCCAAGTGTAGGGGTGGAATCTGTAGATATTTGGAAGAACACCGGTGGCGAAGGCGGGTTTCTGGCCGATGATTGACGCTGATATACGAA 
GGTGCGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTAAACGATGTACACTAGGTGTCGGGGCAAGAGCTTCGGTGCCGACGCAAACGCATTAAGT 
GTACCGCCTGGGAAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCACACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACC 
TTACCTGGGTTTGACATCAAGAGCAATGACATAGAGATATGGCAGCGTAGCAATACGGCTCTTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTACTAACAGGTAAAGCTGAGGACTCTGGCGGAACTGCCGATGACAAATCGGAGGAAGGTGGGGA 
TGACGTCAAGTCATCATGGCCCTTACGTCCAGGGCTACACACGTGCTACAATGGTTGCTACAAATCGAAGCGACACCGCGAGGTCAAGCAAAACGCAAAAAAGCA 
ATCGTAGTCCGGATTGAAGTCTGAAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGCACATCAGCACGGTGCGGTGAATACGTTCCTGGGCCTTGTACACA 
CCGCCCGTCACACCATCCGAGTCGAGGGTACCCGAAGTCGCTAGTCTAACCGTAAGGAGGACGGTGCCGAAGGTACGTTTGGTAAGGAGGGTGAAGTNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCACGGGCTTCGGCCTGGT 
GGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCGTGTAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATACGCCCTGAGGGGGAAAGTGG 
GGGACCGCAAGGCCTCACGCTATATGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGA 
TCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
AGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGACGGAAAGAAATCTCTTGGGTTAATACCCTGGGAGGATGACGGTACCGTAAGAAGAAGCACCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGATGTAAGACAGATGTGAAATCCCCGGGCTCA 
ACCTGGGAACTGCGTTTGTGACTGCATCACTCGAGTACGGCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGC 
GAAGGCAGCCTCCTGGGCCAGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTT 
GTTCGGTGAGGAGACTCATTGAGTAACGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCA 
CAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAACTTACCAGAGATGGTTTGGTGCTCGAAAGAGAGCC 
TGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTAAGTTGGG 
CACTTTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTAC 
AGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGC 
AGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGTTTACCAGAAGTAGGTAGY TTAACCGCAAGGAGGG 
CGCTTACCACGGTGAGCTTCATGACTGGGGTGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCATG 
GCTCCAGATTGAACGACTGGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGATAGCTTGCTATTAGGCGTCGAGCNGCCGGACGGGTGAGTAATACT 
TAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAATACCGCATACGTCTACGGGAGAAAGCAGGGGNTCATTAGACCTTGCGCTATTAGATG 
AGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCC 
GGACTCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGNGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAA 
GCAGTGAAGAAGACTCTTCGGTTAATACCCGGGGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCA 
AGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGAAACTGTTAGGC 
TAGAGTAGGTGAGAGGGAAGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCTTCCTGGCATCATACTGACAC 
TGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAG 
CTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATG 
CAACGCGAAGAACCTTACCTGGTCTTGACATACACAGAATCTTGTAGAGATACGAGAGTGCCTTCGGGAATTGTGATACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACTTCGGGTGGGAACTCTAAGGATACTGCCAGTGACAAACTGGA 
GGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAAT 
CTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGTTAGCCTAACTTAGTGAGGGCGATCACCACGGTGTGGTCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGCTTACA 
CATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCTAGTAGCGGGGGATAACTACGCGAAAGC 
GTAGCTAAATACCGCATACCCCCTACGGGGGAAAGCAGGGGATCGCAAGACCTTGCACTATTAGAGCGGCCGATATCGGATTAGCTAGTTGGTGGGGTAANGGCT 
CACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACA 
ATGGGGGAACCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGAAAGAAACGTCATGGGCTAATACCCCGTGAAACT 
GACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGG 
CGGTTCGGAAAGAAAGATGTGAAATCCCAGAGCTTAACTTTGGAACTGCATTTTTAACTACCGAGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCA 
GTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGANNNTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGCTTGGTAGCGCANTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATTC 
CGAAGAGATTTGGAAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGG 
CTTCACACGTCATACAATGGTCGGGACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAACCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTG 
CGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATT 
GAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACATGTCCTG 


TAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTATAGGGTTGGCCGATGGCTGAT 
TAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATTATGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTTAAGCACTTTTGTCCGGAAAGAAAT 
CCTTGGTTCTAATATAGCCGGGGGATGACGGTACCGGAAGAATAAGCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAA 
TTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGTTAAGNNCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTGACTGGCAAGCTAGAGTATGGCAGN 
NGGGGGTAGNATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAAGTT 
GACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCT 
TACCTACCCTTGACATGGTCGGAATCCTGCTGAGAGGTGGGAGTGCTCGAAAGAGAACCGGCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACCGATCGTAG 
TCCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCATGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGTAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCCGCTTCGGTGGTGGATTAGTGGCGAACGGG 
TGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACACGGGATCGCATGGTCTCCGTGTGGAAAGCTC 
CGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCAGGGAAGAAGCGCGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCG 
TTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGA 
GTTCGGCAGGGGAGATTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAG 
GAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGCGGCATTCCACGTCGTCCGTGCCGCAGCT 
AACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCCGTAGAGATACGGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCAACTCCTTTCGGGGAGGTTGGGACTCACGGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATGCCGTGAGGTGGAG 
CGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGTCGTCGAAGGTGGGACTGGCG 
ATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCTTCGGAGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTG 
CCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCTCAAGACGCATGTCTTCTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCG 
GCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGA 
CGAAGGTCCGGGTTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAAT 
TACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCG 
TGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAG 
TACCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCNGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAAC 
CTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATG 
ACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTAAGGTTAAGCGAATCCTTTTAAAGCCGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAANCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACGTCATGAAAGTCGGTAACACCNGAAGCCAGTGGCCTAACCCTTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAAC 
AAGGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGAGTTCCCG 
TTGATTGACGTGCTTGCACTGATTTCAACATTGGAACGAGTGGCGAACTGGTGAGTAACACGTGGGAAATCTGCCCAGAAGCAGGGGATAACACTTGGAAACAGG 
TGCTAATACCGTATAACAACAAAATCCGCATGGATTTTGTTTGAAAGGTGGTTTCGGCTATCACTTCTGGATGATCCCGCGGCGTATTAGTTAGTTGGTAGGGTA 
ATGGCTTACCAAGACGATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 
TCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGGGTGTCAGAGTAACTGTT 
GACATCGTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCG 
AGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGAGACTTGAGTGCAGAAGAGGACAGTGGAACTCCAT 
GTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTAGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGA 
TTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGT 
ACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACA 
TCTTCTGCCAATCTAAGAGATTAGACGTTCCCTTCGGGGACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTATTATCAGTTGCCAGCATTCAGTTGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTCGCAAAGTCGCGAGGCTAAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAG 
GCTGCAACTCGCCTACATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAG 
AGTTTGTAACACCCAAAGCCGGTGAGATAACCTTCGGGAGTCAGCCGTCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCT 
GCGGTCGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCG 
AGCGAACAGATGAGAAGCTTGCTTCTCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGGATAACTCCGGGAAACCGGGGCT 
AATACCGGATAATATTTTGAACCGCATGGTTCAATAGTGAAAGACGGTTTCGGCTGTCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGG 
CTTACCAAGGCGACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCG 
CAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAATTTGTTAGTAACTGAACAAG 
TCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCG 
TAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGT 
AGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGA 
CCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCT 
TTGACCGCTCTAGAGATAGAGTCTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTAAGCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGATTTGGGCTACACACGTGCTACAATGGATAATACAAAGGGCAGCGAATCCGCGAGGCCAAGCAAATCCCATAAAATTATTCTCAGTTCGGATTGTAGTC 
TGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAG 
TTTGTAACACCCGAAGCCGGTGGAGTAACCTTTTAGGAGCTAGCCGTCGAAGGTGGGACAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 
CGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTA 


CACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACGAAGCGAAAGC 
TTTGCTAATACCGCATACGATCTACGGATGAAAGCGGGGGATCTTCGGACCTCGCGCGGACGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTT 
ACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAA 
TGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGGTGCCTTCTAATAAAGGGCGCTCA 
TGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAG 
GCGGTTTTGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAAGGCTGGAGTGCGGCAGACGGGGATGGAATTCCGCGTGTATC 
AGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCCTAAACGATGTCGACTGGTTGTTGGGGATTAATTTTCTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCA 
AGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTATGGAA 
TCCCGAAGAGATTTGGGAGTGCTCGAAAGAGAGCCATAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTG 
GGGCTACACACGTCATACAATGGCTGGTACAGAGGGTAGCCAACCCGCGAGGGGGAGCCAATCCCACAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGA 
CTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGC 
CAGAAGTGGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGACAGAATGCTTAACACATGCAAGTCAACTTGAATTTGGGTTTTTAACTT 
AGGTTTGGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCTCACAGTTAGGGACAACATTTGGAAACGAATGCTAATACCTAATATTATGATAATAGGGCA 
TCCTATNATTATGAAAGCTATAAGCGCTGTGAGAGAGCTTTGCGTCCCATTAGCTAGTTGGAGAGGTAACGGCTCACCAAGGCGATGATGGGTAGCCGGCCTGAG 
AGGGTGATCGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAGAGTCTGATCCAGCAATTCTGT 
GTGCACGATGAAGTTTTTCGGAATGTAAAGTGCTTTCAGTTGGGAAGAAAGAAATGACGGTACCAACAGAAGAAGTGACGGCTAAATACGTGCCAGCAGCCGCGG 
TAATACGTATGTCACGAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTATGTAAGTCTGATGTGAAAATGCAGGGCTCAACTCTGTATTGCGT 
TGGAAACTGTATAACTAGAGTACTGGAGAGGTAAGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTG 
GACAGATACTGACGCTGAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTAGGTGTTGGGGGTCGAACC 
TCAGCGCCCAAGCAAACGNGATAAGTAATCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGACGCAACGCGAGGAACCTTACCAGCGTTTGACATCTTAGGAGTGAGANAGAGATATTTCAGTGTCCCTTCGGGGAAACCTAAAGACAGGTGGTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCGTATGTTACCATCATTAAGTTGGGGACTCATGCGATACTGC 
CTACGATGAGTAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACGCTGGGCTACACACGTGCTACAATGGGTAGAACAGAGAGTCGCAAAGCTG 
TGAAGTGGAGCTAATCTCAGAAAACTATTCTTAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCG 
GTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCNTGAAGTAGCAGGCCTAACCGTAAGGAGGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGGGTAGCTTGCTACCCGCTGACG 
AGCGGCGGACGGGTGAGTAATGCATGGGAATCTGCCCGATAGTGGGGGATAACTCGGGGAAACCCGAGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGA 
TCTTCGGACCTTGCGCTATCGGATGAGCCCATGTCGGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCTGCGATCCGTAGCTGGTCTGAGAGGATGATCAG 
CCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAA 
GGCCTTAGGGTTGTAAAGCACTTTCAGTGGGGAAGAAGGCATGATGATTAATACTCGTCATGAAGGACATCACCCACAGAAGAAGCACCGGCTAACTCCGTGCCA 
GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTTGCCAAGCCGGATGTGAAAGCCCCGGGCTCAACCC 
GGGAACGGCATTCGGAACTGGCAGGCTAGAGTGCAGGAGAGGAAGGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAG 
GCGGCCTTCTGGACTGACACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACCAGCCGTTG 
GACCCCTTGAGGGTTTGGTGGCGCAGTTAACGCAATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGCTCTTGACATCCTGCGAATCTCCCAGAGATGGGAGAGTGCCTTCGGGAACGCAGAGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTTTTTGCCAGCGGTCCGGCCGGGAACTTC 
AGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGCAGGGC TACACACGTGCTACAATGGCCGGTACAAAGGG 
TTGCGAAGCGGCGACGTGAAGCCAATCCCATAAAGCCGGCCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCA 
GAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCTTAACCTTCGGGAGAGCGATCA 
CCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGA 
ATCTACCCATCTCTACGGAGCAACTCCGGGAAACTGGAGCTAATACCGTATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGC 
TAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGAC 
GGTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGG 
ATATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGGTATCTCGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTTGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGGTCGCGGT 
TTCCAGAGATGGATTCCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCGCCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACG 
GGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACT 
CGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTT 
TACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGA 
TCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGT 
CGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCCCTACGGAACAACTCCGGGAAACTGGAGCTAATACCGTATACGCCCT 
TCGGGGGAAAGATTTATCGGGGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGA 
TCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCTTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGG 
GGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGG 
GTATCTTGAGTATGGAAGAGGTAAGTGGAATTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAGGAACACCAGTGGCGAAGGCGGCTTACTGGTCCATTACT 
GACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGCAAGTTTACTTGTCGGTGGC 
GCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGCCCGGCCAGCCACAGAGATGTGGTGTTCCCTTCGGGGACCGGGACACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCC 
GAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGC TACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAAGGAGCGATCCCGAGC 
TAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGGTCAGCGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTC 
AGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTG 


CACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACACACGACCGCATGGTCTGTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAA 
GCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAG 
CTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGAC 
ATACACCGGAAACCTCTGGAGACAGGGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGT 
CATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAA 
CGAAAAGCCCTGCCACCTTGGTGGTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCGCACTGTGGGATAAGCCTGGGAAACTGGGTCT 
AATACCACATACGACCATGGCGTAGGGGTCATGGTGGAAAGCCTTATTGCGGTGTGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAA 
GGCGGCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGAC TGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
CAAGCCTGATGCAGCGACGCCGCGTGGGGGATKGAAGGCTTCGGGTTGTAAACTCCTTTCGCCCGGGACGAAGCCCACCTGGTGGGTGACGGTACCGTGGAGAAG 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCTCGTAGGTGGTGTGTCGCGTCGTC 
TGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCACGACTAGAGTGCTGTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATA 
TCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCT 
GTAAACGGTGGGCGCTAGGTGTGGGCTGTGTGTTTGCAGTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACCAGATCGGCGTAGAGATAC 
GTCCTCCCTTGTGGTTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTG 
CCAGCACATTTTTGGTGGGGACTCATGAGAAACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATACCCAGGGCTTCACAC 
ATGCTACAATGGTCGGTACAACGGGTTGCGACACTGTGAAGTGAAGCTAATCTCTGAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGT 
CGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCCA 
TGGCCTAACCACCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAA 
GTCGAGCGAAGCACTTTTAAGGAAGTTTTCGGATGGAATTAAAAGTGACTGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGGGATAAC 
AGTTGGAAACGGCTGCTAATACCGCATAAGCGCACAGTGCTGCATGGCACAGTGTGAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGGTAGTTGGT 
GAGGTAACGGCCCACCAAGCCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTG 
ACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCACTGCAA 
GTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGGTGCTGGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGT 
AGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAATACTAGGTGTTGGGGAGCAAAGCTCTTCGGTGCCGCCGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACT 
CAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCGGAATGACCGGTCCGTAA 
CGGGGCCTTCCCTTCGGGGCATTCCAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCT 
TAGTAGCCAGCAGTTCGGCTGGGCACTCTGGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTAC 
ACACGTGCTACAATGGCGTAAACAAAGGGAAGCAAAGGAGCGATCTGGAGCAAACCCCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATG 
AAGCTGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAACGCCCGAAGT 
CAGTGACCCAACCGTAAGGAGGGAGCTGCCGAAGGCGGGACTGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCCCAGCAATGGGAGCGGCAGACGGGTGAGTAAC 
GCGTGGGGATCTACCCATTGGTACGGAATAACCCAGGGAAACTTGGACTAATACCGTATAAGCCCTTCGGGGGAAAGATTTATCGCCAATGGATGAACCCGCGTC 
GGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGCCGGTGAAG 
ATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCAC 
GTAGGCGGATCGTTAAGTCAGGGGTGAAATCCTGGGGCTCAACCTCAGAACTGCCCTTGATACTGGCGATCTCGAGTTCGAGAGAGGTTGGTGGAACTCCGAGTG 
TAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCCAACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGGAGGCTTGCCTTTCAGTGGCGCAGCTAACGCCTTAAGCATCCCGCCTGGGGAGTACGGT 
CGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGGCA 
GGACGATTTCCAGAGATGGATCTCTTCCAGCAATGGACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGCCCTTAGTTGCCATCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCGAGCCTGCGAGGGTGAGCAAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCT 
GCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
TGGCTTTACCCGAAGGCGCTGCGCTAACTCAGCAATGAGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAANNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACGGGT 
GAGTAACACGTGAGCAACCTGCCCTGGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGGATACGACCTGCGCCCGCATGGGTGTGGGTGGAAAGTTTTT 
TCGGTCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTT 
GTAAACCTCTTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGNCGCGGTAAGACGTAGGGCGCGAGCGTT 
GTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCGGCTCAACCGCGGGCCTGCAGCCGATACGGGCAGGCTAGAGT 
TCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGA 
GCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAA 
CGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAAC 
GCGAAGAACCTTACCTGGGTTTGACATCACTCGAAAACTCGCAGAGATGCGGGGTCCTTCGGGGCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCAAA 
AAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAA 
GTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGATAGCTTGCTATCCTGNNGACGAGTGACGGGACGTG 
AGTAATGCCTGGGGAGCTGCCCAATCGAGGGGGATACCAACTGGAAACGGCTGCTAATACCGCATACNCCCTGCGGGGGAAAGGTGGGGACCCTTCGGGCCTACC 
GCGATTGGATGCACCCAGGTGGGATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTG 


AGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGT 
AAAGCACTTTCAGTAGGGAGGAAGGGGTGATGTCTAATACGCATCATCATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCNNGCCAGCAGCCGCGGTAAT 
ACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGCGCACGCAGGCGGTTAGATAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTG 
AAACTGTCNGACTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGAC 
AAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGTTTGTGCCATTATGAGC 
GTGGGTTCCGAAGCTAACGCGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGCTGAGAAGTTTGTAGAGATACGAATGTGCCTTCGGGAACTCAGACACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTTGTTGCCAGCGNGTAATGTCGGGAACTCAAGGGAGACTGCC 
GGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGAAGCGACCTCGC 
GAGAGCAAGCGGAACCCACAAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTNGTTTGGTACCAGAAGTAGTTAGTCTAACCCTTCGGGAGGGACGATTACACGGTGTG 
ATTCATGACTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTCTACCTCG 
ACTGAAACCTTCGGGTTGACGACGAGATCTAGATAGTGGCGGACGGGTGAGTAACACGTGAATAATCTGTCCTCAAGTCTGGGATAACCTGGCGAAAGTCGGGCT 
AATCCGAGGTAAGCTGAGAGTGTGGCATCACACAATCAGAAAAGGTGGCTCTGCCATCGTTTGAGGAGGAGTTCGCGGTAGATTAGCTAGCTGGTGAGGTAACGG 
CTCACCAGGGCAACAATCTATAGCTGGTCTGAGAGGACGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCA 
CAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTAGGATTGTAAAGCTCTGTCCTTAGGGAAGAACCGTGGGTATAGTAAATGCTACCC 
ACCTGACGGTACCTTTGGAGGAAGCACTGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGAGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACG 
CAGGCGGATAATCAAGTCAAGCGTGAAAGGTGTCGGCTTAACCGACAGACTGCGTTTGAAACTGATTATCTTGAGTGTAACAGAGGAGAGTGGAATTCCTAGTGT 
AGTGGTGAAATACGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGGTTAACACTGACGCTGAGGTACGAAAGCTGGGGGAGCGAACGGGATTAG 
ATACCCCGGTAGTCCCAGCCGTAAACGATGGATACTAGGTGTTGGAGGTTCGAATCCTTCAGTGCCGGAGTTAACGCATTAAGTATCCCGCCTGGGGATTACGAT 
CGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCGAGAATTGACATCCCG 
TGACCATCTATGAGAGTAGAGTTTAGCACTTTGTGCTACACGGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCCTGTTCTTAGTTGCCAGCGAGTAATGTCGGGGACTCTAAGAAGACTGCCGGTGAAAGTCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGCC 
CTTTATATCTCGGGCTACACACGTGCTACAATGGCTGATACAGAGGGGAGCAAAGCCGCGAGGTGGAGCAAATCCTTGAAAATCAGTCCCAGTTCGGATTGCAGG 
CTGCAACTCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAATCGA 
GTTGGATGCACCAGAAGTCATCTGCGGATGCCAAAGGTGTGTCCGGTAAGAGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGATTACGGACGGAAGTTTTCGGATGGAAGACTGTAATTCT 
TAGTGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCCTATACAGGGGGATAGCAGCTGGAAACGGCTGGTAAGACCGCATAAGTCGGTTAAATCGCATGATTT 
GATCGGGAAATGAGCAATCAGGTATAGGATGGGCCCGCGTCCGATTAGCCAGTTGGCAGGGTAAAAGCCTACCAAAGCGACGATCGGTAGCCGGACTGAGAGGTC 
GGACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGT 
GAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTTTTGCAAGTTGAGAGTGGAAGCAGGGGGCTCAACCCCCTGACTGCTCCCAAAACT 
GTAAAACTTGAGTATGGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGNCTGCTGGACCAAAA 
CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATACTAGGTGCTGGGATGCATAAGCATTTCGG 
TGCCGTCGCAAACGCATTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGACGCAACGCGAAGAACCTTACCCGGTCTTGAGATCCTCCTGAATACTGAGTAATGTCAGTAGTCCTTCGGGACAGGAGAGACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCANCCCCTATTTTTAGTAGCCAGCGGTTCGGCCGGGCACTCTAAAGAGACTGCCGAGGAT 
AACTCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCGGGGC TACACACGTGCTACAATGGCAGTTACAGAGGGAAGCGAAGNTGTGANTCG 
GAGCAAATCTCAGAAAGGCTGCCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCGGAAATGCCCGAAGTCAGTGGCCTAACCGCAAGGGAGGAGCTGCCGAAGGCAGGTCTGGTGA 
CTGGGGTGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGAACGCTGGCGGCGTGCTTAACACATGCAAGT 
CGAACGGAAAGGCAGTGCTTGCACTGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTA 
ATACCGGATAGGACCACATTTTGGATGGTGTGGTGGAAAGTTTTTCGGTGTGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCG 
TCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCTAGGGACGAAGCGTATTTGTGACGGTACCTGGAGAAGAAGCACCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGTAAGC 
NNNCAGCTTAACTGCGGGACTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGA 
ACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGT 
GGGCGCTAGGTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCNGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCNGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCAGATCGCCGTAGAGATACGGTTTCCCT 
TTGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCAAT 
TCGGTTGGGGACTCGTGAGAGACTGCCGGGGTTAAC TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGTCGGTACAACGCGTTTGCGAGCCTGTGAGGGTGAGCTAATCGCTGAAAGCCGGTCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGC 
TAGTAATCGCAGATCAGCAACGCTGCGGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGATGAACGCT 
GGCGGCGTGCTTAACACATGCAAGTCGGACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTGACTCTGGGATA 
AGCCTGGGAAACTGGGTCTAATACCGGATACAACCTCCTGCCGCATGGTGGGGGGTGGAAAGCCTTGTGCGGTCTTGGATGGGCTCGCGGCCTATCAGCTTGTTG 
GTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCGGCAGGGAACAAGCCCCTTGGGGT 
GAGGGTACCTGCGGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGG 
CGGTTTGTCGCGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGGCTGGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCG 
GTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGCCATTCCACGGTTTCCGCGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCG 
GACCGTCCCAGAGATGGGGCTTCCCTTCGGGGCCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTAT 
GTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCCAATCCCAGAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAA 
CTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGG 
TAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCG 
GCAGACGGGTGAGTAACGCGTGGGAATCTACCTTTTGCTATCGGAATAACGCAGGGAAACTTGTGCTAATACCGTATGTGTCCTTCGGGAGAAAGATTTATCGGC 
AAGAGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCATCCACATTGGGACTGAGA 
CACGGCCCAAACTCCTATCGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAACCATACCGCGTGAGTGATGAAGGCCCTAGGGTTGTAA 
AGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAAT 


TACTGGGCGTAAAGCGCACGTAGGCGGATCGATCAGTCAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGTCGATCTGGAGTATGGAAGAG 
GTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCAGTATACTGTTCGGTGGCGCAGCTAACGCATTAAACAT 
TCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACC 
TTACCAGCCCTTGACATCCTGTGTTACCTCTAGAGATAGGGGGTCCACTTCGGTGGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGTGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGAC 
GTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCTC 
AGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGTGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGATAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAG 
CCGCAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTT 
AACACATGCAAGTCGAGCGAGAAACTACATGCAGACACTTCGGTAGAAGCGAGTAGCGGAAAGCGGCGGACGGGTGAGTAACGCGTGGCAACCTGCCCTTCACAG 
AGGTATAGCCTCGGGAAACCGGGATTAAAACCACATAAAATCATAGGTTCGCATGAACCAAAGGTCAAAGATTTATCGGTGAAGGATGGGCCTGCGTCTGATTAG 
CTGGTTGGTAGGGTAAAAGCCTACCAAGGCGACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTCTACGGGAGGCA 
GCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGTATGAAGGCCTTTGGGTTGTAAGCCTCTGTCCTAGGGGAAGAAAAAAAT 
GACGGTACCCGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGG 
TGGTCTACTAAGCGCGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCTTGCGAACTGGCAGACTTGAGTGCAAGAGAGGAAAGCGGAATTCCTAGTGTAGCGG 
TGAAATGCGCAGATATTAGGAGGAACACCGGCGGCGAAGGCGGCTTTCTGGATTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGACGAGCACTAGGTGTCGGGACATGAGTCTCGGTGCCGCAGTTAACGCAATAAGTGTCCGCCTGGGGAGTACGCACGCAAGTGT 
AAAACTCAAAGGAATTGACGGGGACCTGCGCAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGACTTGACATCCCTCTGACGTAC 
CCTTAATCGGGTATTTCTTCGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TCTTTAGTTGCCATCATTAAGTTGGGCACTCTAAAGAGACTGCCGGGGAAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
ACACACGTGCTACAATGGCCGGTACAAAGAGAAGCGATACCGCAAGGGGGAGCAAATCTTAAAAACCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCAT 
GAAGTCGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGTCCTGTAGCCAACTTATGTTGGGAGACGTATAGCGGCGGACGGGTGAGTAACGCGTGGGCA 
ACCTACCCTTAAGACCGGGATAACACCTCGAAAGGGGTGCTAATACTGGATAAGCTCCTTGTGGGGCATCCTCTGATGAGGGAAGGTGGAGGCAGCTACCGGTTA 
AGGATGGGTCCGCTNCCCTTCAGGTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGACTGAGAGGGTGGTCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGTGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGCGAGGAAGGCCTTCGGGTCGTAAAGC 
TCAATAGTGTGGGAAGAAGGGATGACGGTACCACACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTAC 
TGGGCGTAAAGGGCGCGTAGGCGGCCGTTCAAGTCAGGTGTAAAATACCCGGGCTCAACCGAGGGATAGCACTTGAAACTGGGCGGCTAGAGGGCAGGAGAGGGG 
ATTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCTCTGGACTGACCCTGACGCTGAGGCGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGTGCCGTAGTTAACGCAATAAGTACCCC 
GCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACC 
AGGGCTTGACATGCAGGTAGTAGCGAGCCGAAAGGTGAGCGACCTCACCTTAAAGGTGAGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTGCCAGCGGGTGAAGCCGGGCACTCTAGAGGGACTGCCGTGGACAACACGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCTATATGCCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGCCGCGAGGTGGAGCGAAACCCAGAAA 
GCCGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTCGTAATCGCGGATCAGNATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCANGAGAGTCTGCAACACCCGAAGCCGGTGACCCAACCGGGAAGGAGGGAGCCGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGT 
AACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATAAGAGTTTG 
ATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGGACGGCAGCGGGGTAGTGCTTGCACTACTGCCGGCGAGTGGCGAACGGGTGAGTAA 
TATATTGGAACGTACCGAGTAATGGGGGATAACCAATCGAAAGATTGGCTAATACCGCATACGCTCTGAGGAGGAAAGCAGGGGACCTTCGGGCCTTGCGTTATT 
CGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGA 
CTTTTGTTAGGGAAGAAAAAGGAGCGGTTAATACCCGNTTCTGCTGACGGTACCTAAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTNATACGTAG 
GGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTCTGAACTG 
GGTAGCTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCNTGGGATAATAC 
TGACGTTCATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGATTAGCTGTTGGGCAGCTTGACTGCTTAGTA 
GCGTAGCTAACGCGTGAAATCGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTACGGAACCTTTCAGAGACGGAAGGGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTCAGTTGGGCACTCTAATGAGACTGCCGGTGACAAA 
CCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAAAGGGTAGCCAAGCCGCGAGGCGGAG 
CCAATCTCATAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTT 
CCCGGGTCTTGTACACACCGCCCGTCACACCNTGGGAGTGGGGGATNCCAGAAGTAGGTAGGGTAACCGCAAGGAGCCCGCTTACCACGGTATGCTTCANNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGTTCTCGTTGATGATCGGT 
GCTTGCACCGAGATTCAACATGGAACGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCG 
CATAGATCCAAGAACCGCATGGTTCTTGGCTGAAAGATGGCGTAAGCTATCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCA 
AGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGA 
CGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTGGAGAAGAATGGTCGGCAGAGTAACTGTTGTCGGCGTGAC 
GGTATCCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGG 
TTTTTTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAAGCGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTG 
AAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT 
GGTAGTCCATGCCGTAAACGATGAATGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCAAG 
GTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTTTTGATCA 
CCTGAGAGATCAGGTTTCCCCTTCGGGGGCAAAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATGACTAGTTGCCAGCATTTAGTTGGGCACTCTAGTAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACC 
TGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAGACCGCGAGGTCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGACTGTAGGCTGCAACTCG 
CCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACA 
CCCGAAGCCGGTGGCGTAACCCTTTTAGGGAGCGAGCCGTCTAAGGTGGGACAAATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAC 
CGCGACTAGGTGCTTGCACTTGGTCAAGGTGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTACCTCATAGTGGGGGATAACAGTCGGAAACGACTGCTAAT 
ACCGCATAGGACATGGNATCACATGATTCAGTGAGGAAAGGTGGCGCAAGCTATCGCTAAGAGATGGACCCGCGGTGCATTAGCTAGTTGGTAGGGTAAGGNCCT 
ACCAAGGCGATGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAA 
TGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACAGCGCATAGAGTAACTGCTATGCGTG 
TGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGTGTAG 


GCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGCGGAATTCCATGTGTAGC 
GGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGGTTCCACCCTTCAGTGCTGGAGTTAANGCAATAAGCACTCCGCCTGGGGAGTACGGCCG 
CAAGGNTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGAC 
GACCGCTCTAGAGATAGAGTTTTTTTTCGGAACGTCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCCTATAACTAGTTGCCAGCATTNAGATGGGGACTCTAGTTAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGAACTNGCGAGGGTAAGCGAATCTCTAAAAGCCATTCTCAGTTCGGATTGTAGTCTGCAA 
CTCGACTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTTTCTCTGCTGACGAGTGGCGGACGGGTGAGTAAAGCTTGGGAATCTGGCGAATGGAGGGGGATAGCCACGG 
GAAACTGTGGGTAATACCGCGTAAGGTCTAAGGACTAAAGGGGTGGGACTGAGAGGCCACCTGCCATTTGATGAGCCCAAGTGGGATTAGGTAGTTGGTGAGGTA 
AGGGCTCACCAAGCTGACGATCTCTAGCTGGTCTGAGAGGATGGCCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCGCAATGGGGGGAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGCGATTAGTTTAAGAGATT 
AATTGATTGACGATAATCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATGACTGGGCGTAAAGGG 
CACGCAGGTGGTGACTTAAGTGAGGTGTGAAATCCCCGGGCTTAACCTGGGAACAGCATTTCAGACTGGGTGACTAGAGTACTTTAGGGAGGGGTAGAATTCCAC 
GTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAAGATACTGACGCTCGAGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGGGATTGGGTGAATACTTGGTGCCCGAAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGG 
CCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCT 
AAGAAGCCGCCAGAGATGGTGGTGTGCCTACGGGAGCTTAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTATCCTTTGTTGCCAGCATGTTAGGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGAGGCGAGCCTGCGAGGGTAAGCGAAGCTCAGAAAGTACGTCTAAGTCCGGATTGGAGTC 
TGGAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGTACCAGAAGTAGATAGCTTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGGACGAACGCT 
GGCGGCGTGCCTAATACATGCAAGTCGAGCGGACGTTTTGTTGGTGCTTGCACCGACTTAACGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTG 
TAGTCTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATGATACTTTTTGATTCATGTCAGAAAGTTGAAAGATGGTTTACGCTATCGCTACAGGATGGGCCC 
GCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGTTCGTAAAACTCTGTTGTAAG 
GGAAGAACAAGTACAGTAGTAACTGGCTGTACCTTGACGGTACCTTATTAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCG 
TTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGA 
GTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAG 
GCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTA 
ACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAA 
CGCGAAGAACCTTACCAGGTCTTGACATCCCATTGACCACTGTAGAGATACAGTTTTCCCTTCGGGGACAACGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
CGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTAGTTGCCATCATTTAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAACGGTTGCCAACCCGCGAGGGGGAGCTAATCC 
GATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGATAGATGATTGGGGTGAA 
GTCGTAACAAGGTAACCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAA 
GGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAACAACTCCGGGAAACTGGAGCTAATACCGTATACGTCCTTCGGGAGAAAGATT 
TATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTAGGGT 
TGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTC 
GGAATTACTGGGCGTAAAGCGCACGTAGGCGGATACTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGGTATCTCGAGTCCGG 
AAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGCAGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTTGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCATTA 
AGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGA 
ACCTTACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATTCCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGGGAC TGCCGGTGATAAGCCGAGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAA 
AGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAG 
AAAGGGATTGCTTGCAATCCTGAGTAGAGTGGCGCACGGGTGAGTAACACGTAGATAATCTACCTTCAAGCCCGGGATAACCCTTCGAAAGGATGGCTAATACCG 
GATGCAGTTTCAGTACACAAGTGCTGAGATGAAAGATTGCCTCTTCTTGAAAGCAATTGTTTGGAGATGAGTTTGCGTACCATTAGCTTGTTGGTGGGGTAAAAG 
CCTACCAAGGCTGCGATGGTTAGCTGGTCTGAGAGGATGATCAGTCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCG 
CAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCCTTGGGTCGTAAAGCTCTGTCAACTGGGAAGAAGTTGTTATTATTTAATAGATGATA 
GCATTGACGGTACCAGTGGAGGAAGCGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGGCGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGC 
GTAGGCGGTTCTGTCGGTCAGATGTGAAAGCCCGGGGCTCAACCCTGGAAGTGCATTTGAAACAGCAGAACTTGAGTACGGGAGAGGAAAGCGGAATTCCTGGTG 
TAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCTTTCTGGACCGATACTGACGCTGAGGCGCGAAGGCGTGGGTAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCAGTAAACGATGTTCACTAGGTGTAGCGGATATTAAAATTTGCTGTGCCGCAGTTAACGCATTAAGTGAACCGCCTGGGAAGTACG 
GTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGACATCC 
TGTGAATCTTCAAGAGATTGAAGAGTGCCTTCGGGAGCACAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACG 
AGCGCAACCCTTATCGTCAGTTGCCAGCGCGTAATGGCGGGAACTCTGGCGAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATATCCAGGGCTACACACGTGCTACAATGGTAGGTACAAAGGGCAGCGAACCCGCGAGGGTGAGCGAATCCTCAAAGCCTATCTCAGTCCGGATTGGAGTC 
TGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATATGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAG 
TTGATTATACCCGACGTCGCTGGGCTAACTGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAACACATGCA 
AGTCGAGCGAAACACTTAGATCTGATTTCTTCGGAATGAAGAACTTTGTGATTGAGCGGCGGACGGGTGAGTAACGCGTGGATAACCTACCTCATACAGGGGGAT 
AACAGTTAGAAATGACTGCTAATACCGCATAAGACCGCGGCACCGCATGGTGCAGTGGTAAAAACTCCGGTGGTATGAGATGGATCCGCGTCTGATTAGCTAGTT 
GGTGAGGTAATGGCCCACCAAGGCGACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATTTCGGTATGTAAACTTCTNTCAGCAGGGAAGAAAATGACGGTAC 
CTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGACGGTACGG 
CAAGTCAGATGTGAAAGCTCAGGGCTCAACCCTGGAACTGCATTTGAAACTGTCGAACTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATG 
CGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACGATTACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGAATACTAGGTGTCAGGGAGCAAAGCTCTTTGGTGCCGCAGCAAACGCATTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAA 


ACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGTCTTGACATCCTTTTGACCGGTCCG 
TAATGGGACCTTTCCTTCGGGACAAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
TTTTAGTAGCCAGCATTTCGGATGGGCACTCTAGAGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCAGGGC 
TACACACGTGCTACAATGGCGTAAACAAAGAGAAGCAAAGTCGCGAGGCCGAGCAAATCTCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGCTGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGA 
AGTCAGTGACCCAACCGCAAGGAGGGAGCTGCCGAAGGTGGGACCGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNCGTGCTTAACACATGCAAGTCGAGCGAAACACATAGAACGGATTCTTCGGAAGGAAGGACTTAGTGATTGAGCGGCGGA 
CGGGTGAGTAACGCGTGGNTAACCTACCTCATACAGGGGGATAACAGTTAGAAATGGCTGCTAATACCGCATAAGACCGCAGCACCGCATGGTGCAGTGGTAAAA 
ACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACAT 
TGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATTT 
CGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGT 
TATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTATGGCAAGTCAGATGTGAAAGCCCAGGGCTCAACCCTGGGACTGCATTTGAAACTGTCAGACTAGAG 
TGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATCACTGACGTTGAGG 
CTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCAGGGAGCAAAGCTCTTTGGTGCCGCAGCAAAC 
GCATTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACG 
CGAAGAACCTTACCTGGTCTTGACATCCTTTTGACCGGTCCGTAATGGGACCTTTCCTTCGGGACAAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTTTTAGTAGCCAGCATTTTAAGATGGGCACTCTAGAGAGACTGCCAGGGATAACCTGGAGGAA 
GGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCAGGGC TACACACGTGCTACAATGGCGTAAACAAAGAGAAGCGAAACCGCGAGGTCAAGCAAATCTCA 
AAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGTCT 
TGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGTCAGTGACCCAACCGTAAGGAGGGAGCTGCCGAAGGTGGGACCGATAACTGGGGTGAAGT 
CGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCC 
TTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCATGGG 
ATGCATGTCTTGTGGTGGAAAGATTTATCGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACC 
TGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGC 
CGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGTGAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTCGTCGCGTCGATCGTGAAAACCTACCGCTCAACGGTGGGC 
TTGCGGTCGATACCGGCGGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGG 
TCTCTGGGAAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTC 
CTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAACGCCTAGAGATAGGTGCCCCCTTGTGGTTGGTGTACAGGTG 
GTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTTATGGCGGGGACTCGTGAG 
AGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGC 
GATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCG 
AAGGTGGGATTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNGCTCAGAACGAACGCTGGCGGCGCGTCTTAAGCATGCAAGTCGAACGGCAAGAGGAAAGCTTGCTTTTCTCCTAGAGTGGCGG 
ACTGGTGAGTAACACGTGGGTGACGAACCCTCCTGACAGGGATAGCTGGTAGAAATATCAGATAATACCGGATACGAACTCTATAGTTAGAGTATAGAGAGGAAA 
GGTGCTTTGGCACCGCAGGGGGATCGGCTCGCGGCCTATCAGCTAGTTGGCAGGGTAAAGGCCTGCCAAGGCGACGACGGGTATCCGGCCTGAGAGGGTGGACGG 
ACACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGGACGATGAA 
GGCCGAAAGGTTGTAAAGTCCTTTTGAACCTGAAGAATAAGTTTAAGAGGGAATGCTTAAGCGGTGACAGAAAGGTTTGAATAAGCAACGGCTAATTACGTGCCA 
GCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATCTAGGCGGTCATTCAAGCTTGGTGTGAAATACCGGGGCTTAACTC 
CGGGGCTGCATTGAGAACTGGATGACTGGAGTCACTGAAGGGCAACCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGCGAAG 
GCAGGTTACCGGCAGATGACTGACGCTGAAGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTCAACAATGTACACTCGGTGTCC 
GGCCAAGAGGCTGGGTGCCAAAGCAAACGCGATAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGGTACGCGAGGAACCTTACCTGGGTTTGACATACACAGCGATCATATAGAGATATGTGAGCGTAGCAATACGGCTGTGAACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTACCAGCATGTAAAGATGGGGACTCTG 
GCGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCAACACACGTGCTACAATGGTCGCGACAGAGTGA 
AGCGAAGTCGAGAGGCGAAGCAAAACGCATAAAAGCGATCGTAGTCCGGATTGGAGTCTGAAACCCGACTCCATGAAGTTGGAATCGCTAGTAATCGCACATCAG 
CACGGTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTAAAGGATACCCGAAGCCAGTGGTTCAACCGCAAGGAGGGCGCTGTC 
GAAGGTATGCTTTGTAAGGGGGGTGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCT 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGACCTTTATTTCGGTAAAGGTGAGAGTGGCAAACGGGTGAGTAACACGTAGGCAACCTGC 
CGACAGGATGGGGACAACATTCCGAAAGGAATGCTAATACCGAATGGAGTCCGGGGATGGCATCATCCCCGGATAAAAGATGGCCTCTGAATATGCTATCGCCTG 
TCGATGGGCCTGCGTCTGATTAGCCAGTTGGCGGGGTAACGGCCCACCAAAGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAGC 
TCTGTTGCACGGGACGAAAACCGAGCTTGAGAATATTGAGTTTGGGTGACGGTACCGAGCGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGCAGGCGGACATATAAGTCCATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACT 
GTATGCCTTGAGTGCAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA 
CTGACGCTGAGGCTCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGAATGCTAGGTGTAGGAGGTATCGACCCCTCCTG 
TGCCGGAGTTAACGCAATAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTA 
ATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATTGAGTGAAAGAGCTAGAGATAGCTTCCTCCCTTCGGGGACACGAAAACAGGTGGTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTGCCAGCGCGTAATGGCGGGAACTCAAAGGAGACTGCCGCGGA 
GAACGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGATGGACAGAGGGAAGCGAAGGCGCGAGCC 
GGAGCGGACCCCACAAACCATCCCCCAGTTCGGATTGCAGGCTGCAACCCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGAAGTCATTCACGCCCAAAGCCGGTGGGCCAACCGCAAGGAGGCAGCCGTCTAAGGCGGGGGCGATG 
ACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCCTAATACATGCAAGTCGAGCGAGCTTGCCTATAGAAGTTCTTC 
GGAATGGAAATAGATACAAGCTAGCGGCGGATGGGTGAGTAACGCGTGGGTAACCTGCCCTTAAGTCTGGGATACCATTTGGAAACAGATGCTAATACCGGATAA 
AAGCTACTTTCGCATGAAAGAAGTTTAAAAGGCGGCGTAAGCTGTCGTAAAGGATGGACTTGCGATGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTG 
ATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAA 
GTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAA 
TCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGATTGA 
TAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAACTGCATCAGAAACTGTCAATCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATG 
CGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAG 
TCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTCCGCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGA 


AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACCTAA 
GAGATTAGGTTTTCCCTTCGGGGACAAAGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TTAATAGTTGCCAGCATTAAGTTGGGCACTCTATTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGACCTGGGC 
TACACACGTGCTACAATGGGCAGTACAACGAGAAGCGAACCTGTGAAGGCAAGCGGATCTCTTAAAGCTGTTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTAC 
ACGAAGCTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAA 
AGTCGGTGAGGTAACCTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAANNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAA 
CACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACAACCATTGGTCGCATGGCCGGGTGGTGGAAAGTTTTTCGGTT 
GGGCATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCAGCACCGACGAAGCGGAAGTGACGGTAGGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGG 
AATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCCACAGCTTAACTGTGGGTCTGCGGTGGATACGGGCAGACTAGAGGCAGGTA 
GGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAA 
GCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTTCTTCCACGGATTCCGCGCCGTAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGA 
ACCTTACCAAGGCTTGACATCGCCGGAAAACCCGCAGAGATGCGGGGTCCTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATG 
ACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGT 
CTTAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCGGCTTTTGCCGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGT 
AACAAGGTAACCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCT 
TCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGGCTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACACGTCA 
CTGCATGGTGTGCGTGTGGAAAGTTTTTTCGGCCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACG 
CCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCACCACCGACGAAGCGTAAGTGACGGTAGGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCCGTCGCGTCTGCCGTGAAAACCCGAGGCTTAACCTCGGG 
CCTGCGGTGGATACGGGCGGACTAGAGGTAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGG 
TTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTC 
CTTCCACGGATTCCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCACCGGAAAACTCGCAGAGATGCGGGGTCCTTTTGGGCCGGTGACAGGTGG 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCAACACCTTCGGGTGGTTGGGGACT 
CATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAG 
GGCTGCGAAACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACTTGTGGGGGGA 
GCGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGTAACAAGGTAACCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGC 
GGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAG 
CCTGGGAAACTGGGTCTAATACCGGATGTGACCATTCAACGCATGTTGTGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGT 
GGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGGGTGACTGACGGT 
ACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCT 
GTCGCGTCGGGTGTGAAAGCCCACGGCTTAACCGTGGGTCTGCATTCGATACGGGCAGACTAGAGGCAGGTAGGGGAGCATGGAATTCCCGGTGTAGCGGTGAAA 
TGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTGCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCGGAAAACCT 
GCAGAGATGCAGGGTCCTTTAGTGGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTC 
GTTCCATGTTGCCAGCACGCTCCTTCGGGGGTGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCT 
TATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCGTAAAGCCGGTCTCAGTTCGGATTGGGGTCTG 
CAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGT 
CAGCAACACCCGAAGCCCGTGGCCCAACCCGTAAGGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGTAACAAGGTAACCGTNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAG 
GCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTAGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATATTACTT 
GACCTCGCATGGGGTTGGGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGA 
CGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGC 
AGCCGCGGTAAGACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACCGTGAAAACTTGGGGCTCAACCCCA 
AGCCTGCGGTCGATACGGGCAGGCTAGAGTTCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGG 
GGCCTCTCCGGTTTCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTTGCAGAGATGTAAGGTCCTTCGGGGGCGGTCACAGG 
TGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATC 
GAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTT 
GCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGT 
CGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGA 
GTAATACATCGGAACATGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGATCTACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGC 
TATAGGGTTGGCCGATGGCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTMTGAGAGGACGACCAGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAA 
AGCACTTTTGTCCGGAAAGAAATCCTTGGCTCTAATACAGTCGGGGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGCTAARACCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTG 
ACTGGCAGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCA 
ATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTA 
GTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATT 


AATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGTCGGAATCCTGAAGAGATTCGGGAGTGCTCGAAAGAGAACCGGCGCACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCTACGCAAGAGCACTCTAAGGAGACTGCCGGTGACAAA 
CCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCCAACCCGCGAGGGGGAG 
CTAATCCCAGAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTT 
CCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACC 
TGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATATGACCACCGGTCGCATGGTGTGGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCG 
CGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACC 
GACGAAGCTAACGTGACGGTAGGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGT 
AAAGAGCTCGTAGGCGGTTTGTTGCGTCCGTCGTGAAAGCCCACGGCTTAACTGTGGGTCTGCGGTGGATACGGGCAGACTAGAGGCAGGTAGGGGAGCATGGAA 
TTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTGCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGC 
TTGACATTGCCGGAAAACTCGCAGAGATGTGGGGTCCTTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGAT 
CGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGT 
CACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACCTTGTGGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGG 
TACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCTGGGAAACTAGGTCTAATACCGGATATGACTCCATTAGGCATC 
TTGTGGGGTGGAAAGTTCCGGCGGTACAGGATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGA 
GGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCGGGGACGAAGGGCAACTGACGGTACCCGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCTGTGAAAACTTCACGCTTAACGTGGAGCCTGCAGT 
CGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG 
GCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGACTTCCACG 
TCCTCCGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
TGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGAAACCTGCAGAGATGTAGGCCTCTTCGGACTGGTGTACAGGTGGTGCATGGC 
TGTCGTCAGCTCCTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCACCGCGTAATGGCGGGGACTCATGGGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCTAAGCCGTG 
AGGTGGAACGAATCCCACAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACNTCACNAAAGTCGGTAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTGGGGGGAGCGGTCGAAGGTG 
GGACTGGCGATTGGGACAAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCG 
AACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCCGGGATAAGCCTGGGAAACTAGGTCTAATACCGGATACGACCCCATGGGGCATCTTGTGGGGTGGAA 
AGTTCCGGCGGTATGGGATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCT 
TCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCCGTGAAAACTTCACGCTTAACGTGGAGCCTGCGGTCGATACGGGCAGA 
CTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGGCTTCCACGTCCTCCGTGCCGC 
AGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCCGCGGAGCATGTGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGAAACCTGCAGAGATGTAGGCCTCTTCGCGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAGACTCCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCTAAGCCGTGAGGTGGAGCGAA 
TCCCACAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACCTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCCCAACCCGTAAGGGGGGAGCGGTCGAAGGTGGGACTGGCGATTGGG 
ACAAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACA 
CGTGGGTAATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACAACCTTGGGCATCCAGGGTTGTGGAAAGTTCCGGCGGTGCA 
GGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCAGTGCCGACGAAGCGAAAGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAA 
TTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCTGTGAAAACTCGGGGCTTAACTCTGAGCTTGCAGTCGATACGGGCAGACTTGAGTTCGGCAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGC 
GTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGTCATTCCACGGCCTCCGTGCCGCAGCTAACGCATTAA 
GCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAA 
CCTTACCTGGGCTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAATGGGCTGCTAAGCCGTGAGGTGGAACGAATCCCTAAAAGCCGG 
TCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAATCGCTAGTAATCGCAGATCAGCAACCCTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCGTAAGGGGGGGAGTGGTCCAAGGTGGGACTGGCCATTGGGACAAANTCNTAAC 
AAGGTANCCTACCCGGAANGTGCNGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGATCAGGACGAA 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCCATACTCTGG 
GATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCCTGCACCGCATGGTGTGGGGTGGAAAGTTCCGGCGGTATGGGATGAACCCGCGGCCTATCAGCTTG 
TTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTG 
ACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGC 
GGTTTGTCGCGTCCGCCGTGAAAACCTGCAGCTTAACTGTGGGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGG 
TGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGGTGGGTGCTAGGTGTGGGGACCATTCCACGGTTTCCGTGCCGTAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCATTGG 


AAACCGGTAGAGATATCGGCCCCCTTGTGGCCGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATG 
TCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAAC 
TCGACCCCGTGAAGTCAGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCCGTGAATACNTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACNAAAGTCGGT 
AACACCCGAAGCCCATGGCCCAACCCGCAAGGGGGGGAGTGGTCNAAGGTGGGACTGGCNATTGGGACAAANTCGTAACAAGGTANCCGTACCGGAAGGTGCGGC 
TGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCTTGGCTCAGGACGAACGCTGGCGGCGTGCT 
TAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCCATACTCTGGGATAAGCCTTGGAAA 
CGAGGTCTAATACCGGATATGACTTCCTACCGCATGGTGGGAGGTGGAAAGTTCCGGCGGTATGGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGG 
CCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAA 
GAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGG 
CCGTGAAAACCTGCAGCTTAACTGTGGGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATA 
TCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGGGTGCTAGGTGTGGGGACCATTCCACGGTTTCCGTGCCGTAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCATTGGAAACCGGTAGAGATA 
TCGGCCCCCTTGTGGCCGGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTT 
GCCAGCGCGTAATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACAC 
ATGCTACAATGGCCGGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGT 
CGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCA 
TGGCCCAACTGCTTGCAGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACAAAGTCGTAACAAGGTANCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 
NTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGCAGCATTTCTA 
GTTTACTAGGAGATGGCGACCGGCGCACGGGTGAGTAACGCGTATAGAATCTGCCCTTTACTGGGGAATAGCCCGAAGAAATTTGGATCAATGCCCCATGGTCCC 
TTATTGTGGATTCACGATTAGGGTAAAGGTTACGGTAAAGGATGACTATGCGTCCCATTAGTTAGTTGGTAGGGTAACGGCCTACCAAGACTGCGATGGGTAGGG 
GCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGATCCAGCC 
ATGCCGCGTGCAGGAAGACGGTCCTATGGATTGTAAACTGCTTTTATACGGGAAGAACCTGGGGCACGTGTGCTCTACTGACGGTACCGTAAGAATAAGGATCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCCATTAAGTCAGGGGTGAAAGT 
CTGCGGCTCAACCGTAGAATTGCCTTTGATACTGGTGGTCTTGAGTTATGGTGAAGTAACTAGAATATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAA 
TACCGATTGCGAAGGCAGGTTACTAACCATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATG 
GATACTAGCTGTCCGGCAGCAATGCTGGGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGCTTTAGAGATAGAGTTTTCTTCGGAC 
AGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGCCGTTAGTTGCCAGCATGTTATGAT 
GGGGACTCTAACGGGACTGCCGGTGCAAACCGCGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCCGG 
TACAGAGAGCAGCCATGTCGCAAGGCAGAGCGAATCTATAAAGCCGGTCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATC 
GGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCCGTCACCGCGAGGAGCGGC 
CTAGGGCAAGATCGGTAACTAGGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACAT 
GCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTCTGCTGACGAGCGGCGGACGGGTGAGTAAGACTTGGGAATTTGCCTTTAGGCGGGGGACAACCACTGGAA 
ACGGTGGCTAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCTAAAGATGAGCCCAAGCGGGATTAGCTAGTTGGTGGGGTAAAGG 
CTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGTGAGGAAAGGGTGATAGTTAATANCTATCAC 
AGTTGACGTTAGCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACG 
TAGGCGGTGTGTTAAGCTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATAGCATTTAGAACTGGCACGCTAGAGTCCTGAAGAGGGTGGTAGAATTTCCAGTGT 
AGCGGTGAAATGCGTACATATTGGAAGGAATACCGGTGGCGAAGGCGGCCACCTGGTCAGAGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCATTAAGACGTGAGTAACGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGC 
CGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACNAGCGGTGGAGCATGTGGTTTAATTCTATTCTTCGCGAACAACCTTACCATCCCTTGACATCCAG 
TGAATTTTCCAGAGATGGATTAGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTATCCTTAGTTGCCAGCGGCTCGGCCGGGAACTCTGGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCT 
TACGGGATGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCAGCGAACCTGCGAAGGTAAGCGAATCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTG 
CAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGCTGCACCAGAAGTGGTTAGTTTAACCTTCGGGAGAACGATCACCACGGTGTGGTTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTCTGCTGACGAGCGGCGGACGGGTGAG 
TAATACTTGGGAATTTGCCTTTAGGCGGGGGACAACCACGGGAAACTGTGGCTAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACGCC 
TAAAGATGAGCCCAAGCGGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCCTACCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAA 
GCACTTTCAGCGACGAGGAAGGAGTGTGTGTTAATAGCGCACATTATTGACGTTAGTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGCGTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTTGAA 
CTGGCATGCTAGAGTCCTGAAGAGGGTGGTAGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGTCAGA 
GACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCATTAAGACGTGA 
GTAACGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGT TAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGTGAATTTTCCAGAGATGGATTAGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTGGGGAGACTGCCGGTG 
ATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCAGCAAGCCAGCGATG 
GTTAGCGAATCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTGGTTAGTTTAACCTTCGGGAGAACGATCACCACGGTGTGGTTCAT 
GACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACG 
CGGGGCAACCTGGCGACGAGTGGCGAACGGGTGAGTAATATATCGGAACGTGCCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATGAGACCT 
GAGGGTGAAAGCGGGGGATCGCAAGACCTCGCGCTATTGGAGCGGCCGATATCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATCTGTAGTTG 
GTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAA 
TGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTCAGGGAAGAAATCCTCTGGGTTAATACCTCGGGGGGATGACGGTACCTGAAGAATAAGCA 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGCTTTGCAAGACAGATGTGA 
AATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCAAGGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGA 
GGAACACCAATGGCGAAGGCAATCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAAC 
GATGTCAACTGGTTGTTGGACGGCTTGCTGTTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGA 
CGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCAAGAATTCTGCAGAGATGTGGAAGTGCT 


CGAAAGAGAACTTGAACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTAC 
GAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTTATGGGTAGGGCTACACACGTCATACAATGG 
CCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAG 
TAATCGCGGATCAGCTTGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCCGCCAGAAGTAGTTAGCCTAACCGCA 
AGGAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCGGCATGCCTTANACATGCAAGTCGAACGGTAACAGGTC 
TTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGACCTGAGG 
GTGAAAGGGGGGGATCGCAAGACCTCTCGCTATTGGAGCGGCCGATGTCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATCTGTAGTTGGTCT 
GAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCC 
GCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTCAGGGAAGAAATCTTCTGGGTTAATACCTCGGGAGGATGACGGTACCTGAAGAATAAGCACCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGCTTTGCAAGACAGAGGTGAAATC 
CCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAAGGCTAGAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAA 
CACCAATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATG 
TCAACTGGTTGTTGGACGGCTTGCTGTTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCTAGGAATCTTGCAGAGATGTGAGAGTGCTCGAA 
AGAGAACCTAGANACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATCAGTTGCTACGAAA 
GGGCACTCTGATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTTATGGGTAGGGCTACACACGTCATACAATGGCCGG 
TACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAAT 
CGCGGATCAGCTTGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGA 
GGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGCCAGCGCGGGAGCA 
ATCCTGGCGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTGCCCAGTAGTGGGGGATANCCCGGCGAAAGCCGGATTAATACCGCATACGACCTGAGGGT 
GAAAGGGGGGGATCGCAAGACCTCTCGCTATTGGAGCGGCCGATATCAGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCTGTAGTTGGTCTGA 
GAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGNGCAAGCCTGATCCAGCAATGCCGC 
GTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTCAGGGAAGAAATCCTCTGGGTTAATACCTCGGGGGGATGACGGTACCTGAAGAATAAGCACCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGCAAGACAGGTGTGAAATCCC 
CGGGCTTAACCTGGGAACTGCACTTGTGACTGCACGGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACA 
CCGATGGCGAAGGCAATCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTC 
AACTGGTTGTTGGACGGCTTGCTGTTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCAAGAATTCTGCAGAGATGTGGAAGTGCTCGAAAG 
AGAACTTGAANACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGG 
GCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTTATGGGTAGGGCTACACACGTCATACAATGGCCGGNA 
CAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCAGAAACCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCG 
CGGATCAGCTTGCCGCGGTGGATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGG 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCG 
GTAACAGGGGAAGCTTGCTTCTCGCTGACGAGCGGCGGACGGGTGAGTAATGTATGGGGATCTGCCCGATAGAGGGGGATAACTACTGGAAACGGTGGCTAATAC 
CGCATAATCTCTTAGGAGCAAAGCAGGGGACCTTAGGGCCTTGCGCTGTCGGATGAACCCATATGGGATTAGCTAGTAGGTAAGGTAATGGCTTACCTAGGCGAC 
GATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCCTAGGGTTGTAAAGTACTTTCAGTCGGGAGGAAGGCGTTGATGTTAATACCATCAACGATTGACGTTACCG 
ACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTAATTA 
AGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAATGGCATCTAAGACTGGTTAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCG 
TAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTTACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCTGTAAACGATGTCGATTTGGAGGTTGTTCCCTAGAGGAGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAAC 
TCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTTAGCAGAG 
ATGCTTTAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAACTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCC 
TTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTA 
CACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGAACTCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCAT 
GAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAG 
TAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATCCATGACTGGGGTGAAGTCGTAACAAGGTAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACGATTCAAAAGCTTGCTTTTGAATCGTTAGCGGCGGACGGGTGAGTAA 
CACGTGGGCAACCTGCCCTGTAGACGGGGATAACACCGAGAAATCGGGTGCTAATACCGGATAACGCGAAAGACCGCATGGTTTTTCGTTGAAAGGCGGCGCAAG 
CTGTCGCTACAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGG 
GTCGTGAAGCTCTGTTGTTAGGGAAGAACAAGTACCGCAGTCGCTGGCGGTACCTTGACGGTACCTAACGAGAAAGCCACGGCTAATACGTGCCAGCAGCCGCGG 
TAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCA 
TTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAGAGCGGAATTCCAACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTC 
TGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTATC 
CACCCTTTAGTGCTGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGACAACCCGAGAGATCGGGCGTTCCCCCTTCGGGGGGACAGGGTGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGT 
GACTGCCGGCTAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCG 
AACCCGCGAGGGGGAGCCAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATG 
CCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGAAATCTGCCCTGCACTCTGGGACAAGCCTTGGA 
AACCGAGGTTCTAATACCGGATATGACCTGCTCCTGCATGGGGGTGGGTGGAAAGCTCCGGCGGTGCAGGATGATCCCGCGGCCTATCAGCTTGTTGGTGGGGTA 
ATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGC 
AGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCGCG 
TCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCA 
GATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGGCCAGA 
GATGGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTG 
TGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTT 
GGGCTGCACACGTGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGA 


CCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCTAACCCTTGGGAGGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGAAATCTG 
CCCTGCACTCCGGGACAAGCCTTGGAAACGAGGTCTAATACCGGATATGACCTTCCTCTGCATGGGGGTTGGTGGAAAGCTCCGGCGGTGCAGGATGATCCCGCG 
GCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGA 
AGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAA 
AGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAGGGGAGATCGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTTAGGAGCGAAAGCGTGGGGAGCGAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCT 
TGACATACGCCGGAAACGTCCAGAGATGGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGGTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGAC TCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTC 
AAATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGCGAGGCGGAGCGAATCCCAAAAAGCCGGCCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGGGAGGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGTAACAAGGTAGCC 
GTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAAGTCGAACGATGAAGCTCTTCGGAGTGGATTAGTGGCGAACG 
GGTGAGTAACACGTGGGAAATCTGCCCTGCACTCTGGGACAAGCCTTGGAAACGAGGTCTAATACCGGATATGACCTTCCTCTGCATGGGGGTTGGTGGAAAGCT 
CCGGCGGTGCAGGATGATCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGG 
GTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGC 
GTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTTG 
AGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGC 
TAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGC 
AACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGGCTAGAGATAGTCGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGCGAGGCGGAG 
CGAATCCCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCGTAAGGGGAGGAGCCGTCGAAGGTGGGACCAGCGAT 
TGGGACGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAACTCATGCAAGTCGAACGGAAAGGCCCTTCGGG 
GTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGACTGCGCTCTTCAT 
GGGGTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTG 
AGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACAGACGAAGCGCGAGTGACGGTATGTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGG 
GCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCT 
TGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCTGGTAGAGATATCAGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCGTAGGAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCC 
GTGAGGTGGAGCGAATCCTTGTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAG 
GTGGGATCGGCGATTGGGACGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTGGCGGCGTGCC 
TAATACACGCAAGTCGAGCGGACGAATTGAAAGCTTGCTTTTGATTCGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACGGGGATAACA 
CCGAGAAATCGGTGCTAATACCGGATAACACGAAATGCCGCATGACGTTTCGTTGAAAGACGGCGCAAGCTGTCGCTACAGGATGGGCCCGCGGCGCATTAGCTA 
GTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTAACG 
CAGTAACTGGCGTTACCGTGACGGTACCTAACGAGAAAGCCACGGTTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTG 
GGCGTAAAGCGCGCCCAGGCGGTTCTTAAGTCTGATGTGAAAGCCACGGTTCAACCGTGGAGGGTCATTGGAAACTTGGGGGACTTGAGTGCAAAAAAGGAAAGC 
GGAATTCCCGTTGTAGCGGTGAAATGCGTAAAGATGTGAAGGAACACCAGTGGCGAAGGCGGCTCTTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTATCCACCCTTTAGTGCTGTAGCTAACGCATTAAGCACTCCG 
CCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCA 
GGTCTTGACATCCCCTGACAACCCGAGAGATCGGGCGTTCCCCCTTCGGGGGGACAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGACTAAAAGTCGGAGGAAGGTGGGGATGACG 
TCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCGAACCCGCGAGGGGGAGCCAATCCCAAAAAGCCGCTCTC 
AGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCATCATGCCGCGGTGAATACGTTCCCGGGCCTTGNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAACCACTTTCGGGTGGGGAT 
GAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACCGGATATCACAACTTCTCGCATGGGGAG 
TTGTTGAAAGTTCTGGCGGTGCAGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGAC 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGAT 
GACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAATCTCCACGCTTAACGTGGAGCGTGCGGTCGATA 
CGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGA 
TACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGCGACATTCCACGTTGT 
CCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCCAGAGATGGGGCTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTTATGGCGGGGACTCGTGGGAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGCGAGG 
TGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNGAGTTTGATYCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCGATGGGGAAGAATTAACTTGTTAATTTGGTAAC 


CATGGCGGACGGGTGAGTAACGCGTAAAGAACTTACCTTTCAGACTGGGATAACAGAGGGAAACTTCTGATAAGACCGGATATAATTAATTGATTGCATGAGAGA 
TTAATGAAAAGAGATGCTGAAAGAGAGCTTTGCGTCCTATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGATGATAGGTAGCCGGCCTGAGAGGGTGGACG 
GCCACAAGGGGACTGAGATACGGCCCTTACTCTTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGAGGAGACTCTGATCCAGCAATTCTGTGTGCACGAAGA 
AGGTTTTCGGATTGTAAAGTGCTTTCAGTGGGGAAGAAGGAAGTGACGGTACCCACAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATG 
TCGCGAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTAGGCGGACGATCAAGTCAGGGGTGAAAACTTGCGGCTCAACTGTAAGCTTGCCTTTGAAACTGA 
TTGTCTAGAGTATTGGAAAGGTGGGCGGAACTACACGAGTAGAGGTGAAATTCGTAGATATGTGTAGGAATGCCGATGATGAAGATAGCTCACTGGACGATAACT 
GACGCTGAAGTGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCTAGCTGTAAACGATGATCACTGGGTGTGGGCAGGAAGACTGTCTGTGCCG 
AAGCAAATGCGATAAGTGATCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
ACGCAACGCGAGGAACCTTACCAGATCTTGACATCCTACGAACATGTATGAGGATACATGGTGCCTTCGGGAACGTAGAGACAGGTGGTGCATGGCTGTCGACAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTACCATCATTAAGTTGGGGACTCTAGCGGGACTGCCTGCGAAGAGCAG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGGCAGTACAAAGAGGAGCGAGATAGTGATATGGAGCGA 
ATCTTGAAAGCTGTTCTAAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCAATGTTGCGGTGAATACGTCTCG 
GGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGTTTGCACCTGAAGTTACTGGTCTAACTTAGGAGGAAGGTACCTAAGGTGTGAATAGTGATTGGGGTGA 
AGTCGTAACAGGGTATCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATYCTGGCTCAGGATG 
AACGCTGACAGAATGCTTAACACATGCAAGTCTTTGGCGAAGCTGCGCTTGCGCAGACGAGCCAAGGCGGACGGGTGAGTAACGCGTAAGGAACTTGCCCTGCAG 
ACAGGGATAACAGACGGAAACGACTGACAAGACCTGATACAGTTGCCGGCACGCATGTGCCTGGCGATGAAAGGAGACGCTGCAGGAGAGCCTTGCGTCCTATTA 
GCTTGTTGGCGGGGTAATGGCCCACCAAGGCGATGATAGGTAGCCGGCCTGAGAGGGTGGACGGCCACAAGGGGACTGAGATACGGCCCTTACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATTCTGTGTGCACGAAGAAGGTTTTCGGATTGTAAAGTGCTTTCAGCAGGGAAGAAGAAA 
GTGACGGTACCTGCAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCGCGAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTA 
GGCGGCCCTGTAAGTCTAGGGTGAAAACCTGCGGCTCAACCGCAGGCCTGCCCCGGAAACTACAGGGCTAGAGTGCTGGAGAGGTGGACGGAACTGCACGAGTAG 
AGGTGAAATTCGTAGATATGTGCAGGAATGCCGATGATGAAGATAGTTCACTGGACGGCAACTGACGCTGAAGTGCGAAAGCTAGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCTAGCTGTAAACGATGATTACTGGGTGTGGGCATGAAGAGTGTCCGTGCCGAAGCTAATGCGATAAGTAATCCGCCTGGGGAGTACGGCCGCA 
AGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGATCTTGACATCCTGCGAA 
GGCCTGCGAGAGCAGGCCGTGCCTTCGGGAACGCAGAGACAGGTGGTGCATGGCTGTCGACAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCCTATCGCTAGTTGCCATCATTAGGTTGGGGACTCTAGCGAGACTGCCTGCGAAGAGCAGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGA 
TCTGGGCTACACACGTGCTACAATGGCCGGTACAAAGAGCTGCCAGGCGGCAACGCCAAGCGAATCTTTAAAGCCGGTCCAAGTTCGGATTGAAGCCTGCAACTC 
GGCTTCATGAAGCTGGAATCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCGTCACACCACGAGAGTTGTCTGC 
ACCTGAAGCCGCCGGTCCAACCGAAAGGAGGAAGGCGTCTAAGGTGTGGACAGTGATTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATYCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCTTTGGCGA 
ATCTGTGCTTGCACAGGCTAGCCAAGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTGCAGACAGGGATAACAGACGGAAACGACTGACAACACCTGATAC 
AGTTGCCGGCACGCATGTGCCCGGCAATGAAAAGAGATGCTGCGGGAGAGCTTTGCGTCCTATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCGATGATAGG 
TAGCCGGCCTGAGAGGGTGAACGGCCACAAGGGGACTGAGATACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATC 
CAGCAATTCTGTGTGCACGAGGAAGGTTTTCGGATTGTAAAGTGCTTTCAGCAGGGAAGAAGGAAGTGACGGTACCTGCAGAAGAAGCGACGGCTAAATACGTGC 
CAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTAGGCGGCCAGGCAAGTCTGGGGTGAAAACTTGCGGCTCAAC 
CGCAAGCCTGCCCTGGAAACTGCCTGGCTAGAGTGCTGGAGAGGTGGACGGAACTGCACGAGTAGAGGTGAAATTCGTAGATATGTGCAGGAATGCCGATGATGA 
AGATAGTTCACTGGACGGCAACTGACGCTGAAGTGCGAAAGCTGGGGGAGCRAACAGGATTAGATACCCTGGTAGTCCCAGCCGTAAACGATGATTACTGGGTGT 
GGGCATGAAGAGTGTCCGTGCCGAAGCAAATGCGATAAGTAATCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGATCTTGACATCCCACGTATGCCTGCGAGAGCGGGCAGTGCCTTCGGGAACGTGGAGAC 
AGGTGGTGCATGGCTGTCGACAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGCCAGTTGCCATCATTAAGYTGGGGACTCTG 
GCGAGACTGCCTGCGAAGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGAGC 
TGCGAGGCGGCAACGCCCAGCGAATCTTCAAAGCCGGTCCAAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCTGGAATCGCTAGTAATCGCAGATCAGC 
AATGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGTCTGCACCTGAAGCTGCCGGTCTAACCGCAAGGAGGAAGGCATC 
TAAGGTGTGGACAGTGATTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCTTTTGCTACGGAA 
TAACTCAGGGAAACTTGTGCTAATACCGTATGTGCCCTTCGGGGGAAAGATTTATCGGCAAAGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAAAGGCT 
CACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACA 
ATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCC 
CGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCGATCAGTTAGGGGTGAA 
ATCCCAGGGCTCAACCCTGGAACTGCCTCTAATACTGTCGATCTCGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAG 
GAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
ATGGAAGCTAGCCGTCGGGCAGTTTACTGTTCGGTGGCGCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGACAGTGGAGACATTGTCCTTC 
AGTTAGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCC 
TTATTCAGTTAGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCT 
ACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAAT 
CGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGCGCTA 
ACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGA 
TCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACAGGCAAGTCGAGCGGCAGCGGGAAAGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGAGTA 
ATGCCTGGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTTGCGAT 
TGGATGAACCCAGGTGGGATTAGCTAGTTGGTGGGGTAATAGCTCACCAAAGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACA 
CGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGC 
ACTTTCAGCGAGGAGGAAAGGTTGGCGCCTAATACGTGTCAACTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTAAAACT 
GTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCTCCCTGGACAAAGA 
CTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGAGACGTGGCT 
TCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TGCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCTGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATCAGAACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGAT 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCTAGCGATAGT 
GAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGATTCATGA 
CTGGGGTGAAGTCGTAACAAGGTACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCAGGCTTAACACA 
TGCAAGTCGAACGGGCGTAGCAATACGTCAGTGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACTGAGGGAAACTTCAGCTAATACC 


GGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGRGGTAATGGCYCACCAAGGCGACGATCAGTAGCTGGTC 
TGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGSGAAASCCTGATCCAGCCATGC 
CGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGG 
TAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTTTCTAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCC 
TTTGATACTGGAAGTCTTGAGTATGGCAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACT 
GGGCCATTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTAGTGGGTTTAC 
TCACTAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTGACATGTCCAGGACCGGTCGCAGAGATGTGACCTTCTCTTCGGAGCCTGGAGCACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACCATTTAGTTGAGCACTCTAAGGAGACTG 
CCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGATGCTAAGG 
GGCGACCCCTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGGTAGTGCGCTAACCCGCAAGGGAGGCAGCTAACCACGGTA 
GGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTC 
AGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTG 
TACTCTGGGATAAGCCTGGGAAACTAGGTCTAATACCGGATATGACACTTCATCGCATGGTGTGGTGTGGAAAGTTCCGGCGGTACAGGATGGACCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACTGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGACGAAG 
CGCAAGTGACGGTACCTACAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGC 
TCGTAGGCGGTTTGTTGCGTCGGCTGTGAAAACCTACAGCTTAACTGTGGGCCTGCAGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGACTTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACAT 
ACACCGGAAACATCCAGAGATGGGTGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTTCCATGTTGCCAGCACGTTATGGTGGGGACTCATGGGAGAC TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCC 
CTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCATAAAGCCGGTCTCAGTTCGGATCGGGGTC 
TGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAA 
GTCGGTAACACCCGAAGCCCGTGGCCCAACCCGCAAGGGGGGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGG 
TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGC 
CCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACCGGATACGACACTT 
GATCGCATGATCTGTTGTGGAAAGTTCCGGCGGTATGGGATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGG 
CCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGAC 
GCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACTTGGGGCTTAACTCCAA 
GCTTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCG 
GGTCTCTGGGCCGACACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTGCTAGGTGTGGGGG 
GCTTCCACGCCCTCTGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTAGAAACCACTAGAGATATTGCCCCCCTTGTGGCCGGTGTACAGGT 
GGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTAATGCCGGGGACTCATGG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTG 
CTAAGCCGTGAGGTGGAGCGAATCCCATAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCTCAACCCGCAAGGGGGAGAGCGGT 
CGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNGCTGGCGGCGTGCCTAACACATGCAAGNCGAGCGGAGTAGAGTGTNAGCTTTCTTGTGAGTAACTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCC 
TGTTACAGGGGGATAACACAGGGAAACTTGTGCTAATACCGCATAACACNNCGAGAAAGCAGTTTTCTTGTTGTCAAAGGAGCAATCCGGTAANAGATGGGCCCG 
CGTCCAATTAGCTAGTTGGTGATGTAACGGACCACCAAGGCGACGATTGGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGTTTTCGGATTGTAAACTTCTTTAGTCAGG 
GACGAATAAATGACGGTACCTGAAGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAA 
GGGCGTGTAGGCGGGAATGTAAGTCAGATGTGAAATCCCAGAGCTTAACTCTGGAGCTGCATCTGAAACTATGTTTCTTGAGTGCCGGAGAGGAAAGCGGAATTC 
CTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGT TAACACAATAAGTATCCCACCTGGGG 
AGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTG 
ACATAATAGTGAATACGGTAGAGATATCGTAGTCCTTCGGGACACTATTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTGTTGCTAGTTGATAACATTAAGATGATCACTCTAGCGAGACTGCCGGTGATAAATCGGAGGAAGGTGGGGACGACGTGAAATCATCAT 
GCCCCTTATGTCTTGGGCTACACACGTACTACAATGGCTATAACAGAGGGAAGCTAAGCTGCAAAGTGGAGCAAATCCCCAAAAATAGTCCCAGTTCAGATTGTG 
GGCTGCAACCCGCCCACATGAAGTCGGAATTGCTAGTAATGGCAGGTCAGCATACTGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGA 
GAGTCTGCAACACCCGAAGTCGATAGTCTAACCGCAAGGAGGACGTCGCCGAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGG 
TGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCAGGCCTAACACATGCAAGT 
CGAGCGGCAGCGGGTCCTTCGGGATGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACTCGGGGAAACTCGAGCTAAT 
ACCGCATACGTCCTACGGGAGAAAGCGGGGGATCTTCGGACCTCGCGCTACCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCG 
ACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAA 
GCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAGTTAATACCTTGCTGTTTTGACGTTAC 
CGACAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGA 
TAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGTCTGGCTAGAGTATGGCAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATG 
CGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGGCTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCGACTAGCCGTTGGGATCCTTGAGATCTTAGTGGCGCAGCTAACGCATTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAA 
ACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCAGAGAACTTTCCAG 
AGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGT 
CCTTAGTTACCAGCACGTTAAGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGG 
CTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTG 
CGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAG 
AAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGAGTGATTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCTTTTCTACGGA 
ATAACGCAGGGAAACTTGTGCTAATACCGTATGAGCCCTTCGGGGGAAAGATTTATCGGGAAAGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGC 


CTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCC 
CCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACATTTAAGTCAGGGGTGA 
AATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGGTGTCTAGAGTCCGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGA 
GGAACACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGAATGTTAGCCGTCGGGCAGTTTACTGTTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGATACGAGAGATCGTATCCTT 
CAGTTCGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCC 
AGCATTTAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGC 
TACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAA 
TCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGTAGTGCGCT 
AACCGCAAGGAGGCAGCTAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATTATGGCTCAGAGTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGATGCTTCGGCATTAGTGGCGG 
ACGGGTGAGTAACGCGTAGGAACGTATCCACGGGTGGGGGATAACGCTGGGAAACTGGCGCTAATACCGCATGATGCCTGAGGGCCAAAGCTTTAGCGCCTGTGG 
AGCGGCCTGCGTACGATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCTACGATCGTTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACT 
TTCGACAGGGACGATGATGACGGTACCTGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTACTCGGAATGACTGG 
GCGTAAAGGGCGCGTAGGCTGTTTGGTAAGTTGGGCGTGAAATTCCTGGGCTTAACCTGGGGGCTGCGTCCAAGACTGCCTGACTTGAGGATGGAAGAGGCTCGT 
GGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCGAGCTGGTCCATTACTGACGCTGAGGCGCGATAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTGTGCTGGATGTTGGGGTTCCTAGAACTTCAGTGTCGTAGCTAACGCGATAAGCACACCGC 
CTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAG 
GGCTTGACATGGGTAGGCTAGGTTCAGAGATGGACTTTCCCCGCAAGGGGCCTACTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCTCTTCTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGGTACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGT 
CAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCCAGGTCGCGAGGCCGAGCGGATCCCAAAAAGCCGTCTCAG 
TTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTTGGTTCTACCTTAAGTGGCTGCGCTAASCGCAAGGGGGCAGGTCACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGAGCCG 
TAGGGGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATGA 
TGAAGAAGCTTGCTTCTTCTGATTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTAGTAGATTGGGATAACTCCGGGAAACCGGGGCTAATACCGAA 
TAATCCATTTTGTCACATGGCAAAATGCTGAAAGGCGGTTTCGGCTGTCACTACTAGATGGGCCCGCGGTGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAG 
GCAACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACG 
AAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTAAGGGAAGAACAAGTACGTTAGTAACTGAACGTACCTTGACGG 
TACCTTATTAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGCGCAGGTGGTT 
TTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGA 
AATGCGTAGAGATTTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCAATGACCG 
CTCTAGAGATAGAGTTTTCCCTTCGGGGACATTGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGATCTTAGTTGCCATCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGAC 
CTGGGCTACACACGTGCTACAATGGACGATACAAAGAGTCGCTAACTCGCGAGGGTATGCTAATCTCATAAAATCGTTCTCAGTTCGGATTGTAGGCTGCAACTC 
GCCTACATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAAC 
ACCCGAAGTCGGTGAGGTAACCTTTATGGAGCCAGCCGCCGAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATGATGAAGAAGCTTGCTTCTTC 
TGATTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTAGTAGATTGGGATAACTCCGGGAAACCGGGGCTAATACCGAATAATCCATTTTGTCACATG 
GCAAAATGCTGAAAGGCGGTTTCGGCTGTCACTACTAGATGGGCCCGCGGTGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGCATAGCCGAC 
CTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACG 
CCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTAAGGGAAGAACAAGTACGTTAGTAACTGAACGTACCTTGACGGTACCTTATTAGAAAGCCAC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGCGCAGGTGGTTTCTTAAGTCTGATGTGAAA 
GCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGG 
AACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCAATGACCGCTCTAGAGATAGAGTTTTCC 
CTTCGGGGACATTGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAT 
CATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTAC 
AATGGACGATACAAAGAGTCGCTAACTCGCGAGGGTATGCTAATCTCATAAAATCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATC 
GCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAA 
CCTTTATGGGGCCAGCCGCCGAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATTTTTGGGAGCTTGCTCCCAAAGGTTAGCGGCGGACGGGTGA 
GTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAATATATGAGAYCACATGGTCTTATATTAGAAGATGGCTT 
TTAGCTATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGTCT 
TCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTATCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGA 
GGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGG 
CTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGG 
GTTTCCGCCCTTTAGTGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTATGCCATCCCTAGAGATAGGGCTTTCCCTTCGGGGACATAAGTGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCACTCTAA 
GGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCT 
GCGAAACCGCGAGGTTAAGCGAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGC 
ATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCT 
AAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNG 
ACGAACGCTGGCGGCGTGCCTAATACATGCAAGTTGAACGCTTCTTTCTTATCGAACTTCGGTTCACCAAGAAAGAAGAGTAGCGAACGGGTGAGTAACACGTGG 
GTAACCTGCCCATCAGCGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATACTTTTTCTCTCATGAGTGAAAGTTGAAAGGCGCTTTTGCGTCACTGA 


TGGATGGACCCGCGGTGCATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCAACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAAC 
TCTGTTGTTAGAGAAGAACAAGGATGAGAAGAGAATGTTCATCCCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAAC 
TGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTA 
ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCA 
GTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCRCTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAAGTACAACGAGTTGCGAAGTCGCGAGGCT 
AAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATAGATGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCT 
TAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGA 
AACGGGGTCTAATACCGGATACGACCACCGACCGCATGGTCTGGTGGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAA 
TGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCA 
GAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGT 
CGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAG 
ATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACACTGGAG 
ACAGTGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGT 
GTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTG 
GGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGAC 
CCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGA 
TCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACC 
TCCTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACTA 
CCGACCGCATGGTCTGGTGGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGC 
CGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGC 
GACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACCC 
CGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG 
GCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGG 
GCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGGTCGGTGTAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATG 
GGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGT 
ACAATGAGCTGCGATACCGCGAGGTGGAGCGAATATCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATC 
GCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTG 
GGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTACGGCTACCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAAC 
GGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACACGGGATCGCATGATCTCCGTGTGGAAAG 
CTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTC 
GGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAA 
GCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCT 
AGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCT 
GAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCA 
GCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGAC 
GCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGG 
AGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGG 
CGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCT 
GCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACACGGGATCGCATGATCTCCGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCC 
TATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGA 
AGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGA 
GCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGA 
CATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAG 
TCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTC 
GGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGC 
CGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACAC 
ATGCAAGTCGAACGATGAAGCCGCTTCGGTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGG 


GTCTAATACCGGATACGACACGGGATCGCATGGTCTCCGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCT 
ACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAA 
GCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATG 
TGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCA 
GGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAGACAGGC 
GCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCC 
AGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGC 
ACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATG 
AAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAG 
CCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCT 
CCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGCTTC 
GGTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACACACGACC 
GCATGGTCTGTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCC 
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTC 
TGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGAT 
CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACA 
TTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCG 
GAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTGG 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACT 
CACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAATG 
AGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCGATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGAT 
CAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGG 
AATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGCTTCGGTGGTGGATTAGTGGCGAACGGGTGA 
GTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACACACGACCGCATGGTCTGTGTGTGGAAAGCTCCGG 
CGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTG 
TAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTT 
CGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAAC 
GCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACG 
CGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAA 
TCTCAAAAAGCCGATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTG 
GGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCAC 
TCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACACACCACCGCATGGTCTGTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATC 
AGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCG 
CAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTC 
GTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATA 
CACCGGAAAGCACTGGAGACAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCAT 
CATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCGATCTCAGTGCGGAT 
TGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGT 
CACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTA 
CCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATG 
CAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTC 
TAATACCGGATACGACACACGACCGCATGGTCTGTGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCCACC 
AAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCG 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGA 
AAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGA 
GGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCACTGGAGACAGTGCCC 
CCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGC 
ATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACA 
CGTGCTACAATGGTCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCGATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAG 
TTGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCG 
GTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCT 
TTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCTCTGG 


TGCTTGCACCGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTTCGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGA 
CCGTTCCTCGCATGAGGGATGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTAGATGGTGGGGTAATGGCCCACCATGGCGACGACGGGTA 
GCCGGCCTGAGAGGGCGACCGNCCACACTGGGNCTGAGACNCGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAANNNTGATGCA 
GCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCCACCTTTGGTGGTGACGGTACCTGCAGAAGAAGTACCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTGGTCACGTCTGCTGTGGAAACGCAAC 
GCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCG 
GTGGCGAAGGCGGGACTCTGGGCTGTAACTGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCAC 
TAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCAGACCGGGCTGGAAACAGTCCTTCCCCTTTGG 
GGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGAT 
GGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACGCATGCTACAATGGC 
TGGTACAGAGAGATGCGAGACCGTGAGGTTTTAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAATTCGACTACGTGAAGTCGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCC 
CTTGTGGGGAGGGGGCCGTCTAAGGTGGGACTGGCAATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAA 
CGGGTGAGTAACACGTGAGTAACCTGCCCCCGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCATGGAACGCATGTTTTGTGGTGGAAAG 
ATTTATCGGTGGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTC 
GGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAA 
GCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACT 
AGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTTACTGACGCT 
GAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTA 
GCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGAT 
GCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCAGACCGCTCCAGAGATGGGGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAA 
TCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCACCTTGTGTGGGGGAGTCGTCGAAGGTGGGACTGGCGATT 
GGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGGAYGA 
ACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGAC 
TCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATTACCTCTTGCCGCATGGCAGGTGGTGGAAAGATTTATCGGTGGGGGATGGACTCGCGGCCTATCA 
GCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGA 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCG 
TAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGT 
GCCAGACCGCTTCAGAGATGGAGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTC 
TGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAA 
GTTGGTAACACCCGAAGCCGATGGCCTAACCACCTTGTGTGGGGGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACTANNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACAAGTGAGTTTACTCATGAGGTGGCGAGCGGCGGACGGGTGAGTAAT 
GCCTAGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTTTGGCCTTCCGCGATTG 
GATGAACCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCAC 
TTTCAGTAGGGAGGAAAGGTTGTAAGTTAATACCTTGCAGCTGTGACGTTACCTACAGAAGAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTCGAACTGG 
CAAACTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACT 
GACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGTCTTGAACACTGGGCTC 
TCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCNAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGCGTAATGGCGGGAACTCTAGGGAGACTGCCGGTGATAA 
ACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGAGTACAGAGGGTTGCAAAGCCGCGAGGTGGA 
GCTAATCTCACAAAGCTCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGCTTAACCTTCGGGAGGGCGCTCACCACTTTGTGGTTCATGACT 
GGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGCTTGCACTAGACTGATGAGTTGCGAACGGGTGAGTAACGCGTAGGTAAC 
CTACCTGATAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAAAGCCAATGACCCATGTCATTGGCTTGAAAGAAGCAAACGCTTCACTATGAGAT 
GGACCTGCGTTGTATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGT 
TGTTAGAGAAGAACAGTGATGGGAGTGGAAAGTCCATCATTTGACGGTAACTAACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTC 
CCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTAATAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTATGCTTTGGAAACTGTTAA 
ACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGAC 
GCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGAGTGCTAGGTGTTAGGCCCTTTCCGGGGCTTAGTGCCG 
TAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
AAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGATGCTATTCTTAGAGATAAGAAGTTACTTCGGTACATTGGAGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCG 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTA 
ATCTCTGAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCGTTAAGGAGCCAGCCGCCTAAGGTGGGATAGATNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAGATCTTCGGATCTAGCGGCGGACGGGTGA 
GTAACGCGTGGGAACGTACCTTTCTCTACGGAATAGTCCCGGGAAACTGGGTTTAATACCGTATACGCCCTTCGGGGGAAAGATTTATCGGGGAAAGATCGGCCC 


GCGTCTGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCAGTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGTGTGATGAAGGCCTTAGGGTCGTAAAGCACTTTCGCTGG 
GGAAGATAATGACTGTACCCAGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAG 
CGCGCGTAGGCGGACTATCCAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTAGTAGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCC 
GAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCAGGGGGCTTGCCCTTTGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGT 
ACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGAC 
ATCCTGTGACCGCCAGAGAGATTTGGTTTCCCTTCGGGGCACAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAA 
CGAGCGCAACCCACATCCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGG 
CCCTTACGGGTTGGGC TACACACGTGCTACAATGGTAGTGACAATGGGTTAATCCCAAAAAGCTATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAG 
TCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCCG 
TGCGCCAACCTTTACAGGGGGCAGCGGACCACGGTGAGCTCAGCGACTGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCACGCCTAACACATGCAAGTCGAGCGGGAACTTCGGTTCTAGCGGC 
GGACGGGTTAGTAACGCGTGGGAACGTACCTTTTGCTTCGGAATAGCCTCGGGAAACTGGGAGTAATACCGGATGTGCCCTTTGGGGGAAAGATTTATCGGCAAG 
AGATCGGCCCGCGTCTGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTGCGATCAGTAGCTGGTTTGAGAGGATGATCAGCAACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCGATGCCGCGTGAGTGACGAAGGCCTTAGGGTCGTAAAGCT 
CTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACT 
GGGCGTAAAGCGCACGTAGGCGGATTGATAAGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCCAAAACTATTTGTCTTGAGTTCGAGAGAGGTGA 
GTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCAGGGGGCTTGCCCTTTGGTGACACACCTAACGGATTAAGCATTCCG 
CCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
ACCCTTGACATCCTCTGACCGCCCGGGAGACCGGGTTTTATCGTAAGATACAGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTT 
AAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCATCATTCAGTTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAA 
GTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCATCTACAGTGAGTTAATCTCCAAAAGATGTCTCAGTTCGGATTGGGGTCTGCAACTCGA 
CCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTAC 
CCGACGGCCGTGCGCTAACCCGTAAGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTTGAACGTGATTTTAT 
AGACAGATTTCTTCGGAATGACGATTATAAATGAAAGTAGCGAACGGGTGAGTAACACGTGAGAAACCTGCCTTTCACAAAGGGATAGCCTCGGGAAACCGGGAT 
TAATACCTTATGATACATAGAAATCGCATGATANCTATGTTAAAGATTTTATCGGTGAAAGATGGTCTCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTAC 
CAAGGCGATGATCAGTAGCCGGATTGAGAGGTTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATG 
GGGGAAACCCTGATGCAGCGACGCCGCGTGTACGATGAAGATCTTCGGATTGTAAAGTACTGTCCTTGGTGAAGATAATGACTGTAACCAAGAAGCAAGCCCTGG 
CTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTTATTTAAGTCTAAATTAAAAGG 
CATTGGCTCAACCAATGTAAGGTTTAGATACTGGATAACTTGAGTAGATGAGGGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAAC 
ACCAATGGCGAAGGCAACTTTCTGGAATCAAACTGACGCTGAGGTACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGA 
GTGCTAGATGTTGGGAGTCAAATCTCAGTGTCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATATACATGAAAATCCTAGAGATAGGATCCTCTCTTCGGA 
GACGTGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTCGTCTTTAGTTACCAGCAAGTAAA 
GTTGGGGACTCTAGAGATACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGTCTTGGGCTACACACGTGCTACAATGGT 
CTGAACAAAGCGCAGCGAACTCGTGAGGGTAAGCAAATCGCAGAAAACAGATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAGTTGCTAGT 
AATCGTGGATCAGAATGCCACGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCAATACCCGAAGTCGTCGAGCTAACCTTTT 
AGGAGGCAGACGCCGAAGGTAGGGTCAATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGAAGGCTTAACACATGCAAGTCGAGCGCACCTTCGGGTGAGCGGCAGACGGGTGAGTAACGCGTG 
GGAACATGCCTATCGGTACGGAATAGCCTCGGGAAACTGGGAGTAATACCGTATACGTCCTAAGGGAGAAAGATTTATCGCCGATAGATTGGCCCGCGTTAGATT 
AGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATTCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCAGCTGGGAAGATAAT 
GACTGTACCAGCAGAAGAAGCCGCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGG 
CGGATTATCAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTCAAAACTGATAGTCTAGAATCCAGGAGAGGTGTGTGGAATTCCGAGTGTAGAG 
GTGAAATTCGTAGATATTCGGAGGAACACCAGAGGCGAAGGCGACACACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGTTGTCAGGCAGCATGCTGTTTGGTGACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAA 
GGTTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTGCTCTTGACATCCTCATCGC 
GGTTACCAGAGATGGTTTCCTTCAGTTCGGCTGGATGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGCCGTTAGTTGCCAGCAGGTTTGGCTGGGCACTCTAACGGGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCT 
TACGAGCAGGGCTACACACGTGCTACAATGGCAGTGACAGAGAGCTAATCTCTAAAAGCTGTCTCAGTTCGGATTGTCTTCTGCAACTCGAAGGCATGAAGTCGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTATTACCCGACGACGCTGCG 
CTAACCTTTTAGGAGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTTGAACGGTAGATTACTTTCGGGTAGTTGAGAGTGGCGAACGGG 
TGCGTAACGCGTATGCAACCTACCCTATACAGGGGGATAGCCCGGAGAAATCTGGATTAATACCCCATAGTACTATGATGAGGCATTTTGTTATAGTTAAAGATT 
CATCGGTATAGGATGGGCATGCGTCTGATTAGCTAGTTGGCGGTGTAACGGACCACCAAGGCTACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGGC 
ACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAGAGTCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTCTGC 
GTTGTAAACTGCTTTTATCTGGGAAGAAAAAGCCCCTGCGGGGGAAATTGCCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTATTTAAGTCAGTGGTGAAAGACTCCGGCTCAACCGGAGCAGTGCCATTGAT 
ACTGGATAGCTTGAGTATTGGAGGGGTACATGGAATTGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTACTGGCCAA 
TAACTGACGCTGATGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGATTACTCGCTGTTATGCTCTTGTAGTGTAG 
CGGCCAAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAGGGAATGTATTGGAGACAGTACAGTCAGCAATGACCCGAAACAAGGTGCTGCATGGCCGTCGT 
CAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTAATGGTGGGGACTCTAGACAGACTGCCTGCGCAA 
GCAGAGAGGAAGGAGGGGACGACGTCAGGTCATCATGGCCCTTACGCCCAGGGCGACACACGTGCTACAATGGCGCATACAGCGGGTAGCTACCTGGCAACAGGA 
TGCCAACCTCTAAAAGTGCGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATAC 
GTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGGCAGTAACCGTCAAGGAGCTGTTTAGGGTAGAACCGGTAACTGGGGCT 
AAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAAT 
ACATGCAAGTCGAACGGTATATTACTTTCGGGTAATAGAGAGTGGCGAACGGGTGCGTAACGCGTATGCAACCTACCCTATACAGGGGGATAGCCCGGAGAAATC 
TGGATTAATACCCCATGGTATCATTGAACCGCATGGTTTGATGCTTAAAGATTCATCGGTATAGGATGGGCATGCGTCTGATTAGCTAGTTGGCGGTGTAACGGA 
CCACCAAGGCTACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGC 


AATGGACGAGAGTCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTCTGCGTTGTAAACTGCTTTTATCTGGGAAGAAAATGCCCTTGCGAGGGAAATTGCC 
GGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGG 
CTATTTAAGTCAGTGGTGAAAGACTCCGGCTCAACCGGAGCAGTGCCATTGATACTGGATAGCTTGAGTATTGGAGGGGTACATGGAATTGATGGTGTAGCGGTG 
AAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTACTGGCCAATAACTGACGCTGATGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCT 
GGTAGTCCATGCCGTAAACGATGATTACTCGCTGTTATGTCTTTATGATGTAGCGGCCAAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTACGCTCGCAAGAGT 
GAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAGGGAATGTAC 
TGGAGACAGTACAGTCAGCAATGACCCGAAACAAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTA 
TGTTTAGTTGCCAGCACGTAATGGTGGGGACTCTAGACAGACTGCCTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAGGTCATCATGGCCCTTACGCCCAGG 
GCGACACACGTGCTACAATGGCGCATACAGCGGGTAGCTACCTGGCAACAGGATGCCAACCTCTAAAAGTGCGTCTCAGTTCGGATCGGGGTCTGCAACTCGACC 
CCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTTGGGTAGACC 
TGAAGGCAGTAACCGTTAAGGAGCTGTTTAGGGTAGAACCGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGTAGATTACTTTCGGGTAATTGAGAGTGGCGAACGG 
GTGCGTAACGCGTATGCAACCTACCCTATACAGGGGGATAGCCCGGAGAAATCTGGATTAATACCCCATGGTACCAAGTTGAGGCATTTTGATTTGGTTAAAGAT 
TCATCGGTATAGGATGGGCATGCGTCTGATTAGCTAGTTGGCGGTGTAACGGACCACCAAGGCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGG 
CACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAGAGTCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTCTG 
CGTTGTAAACTGCTTTTATCTGGGAAGAAAATGCCCTTGCGAGGGAAATTGCCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATA 
CGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTATTTAAGTCAGTGGTGAAAGACTCCGGCTCAACCGGAGCAGTGCCATTGA 
TACTGGATAGCTTGAGTATTGGAGGGGTACATGGAATTGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTACTGGCCA 
ATAACTGACGCTGATGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGATTACTCGCTGTTATGCCCTTGTGGTGTA 
GCGGCCAAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAGGGAATGTATTGGAGACAGTACAGTCAGCAATGACCCGAAACAAGGTGCTGCATGGCCGTCG 
TCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTAATGGTGGGGACTCTAGACAGACTGCCTGCGCA 
AGCAGAGAGGAAGGAGGGGACGACGTCAGGTCATCATGGCCCTTACGCCCAGGGCGACACACGTGCTACAATGGCGCATACAGCGGGTAGCTACCTGGTAACAGG 
ATGCCAACCTCTAAAAGTGCGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATA 
CGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTTGGGTAGACCTGAAGGCAGTAACCGTTAAGGAGCTGTTTAGGGTAGAACCGGTAACTGGGGC 
TAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAA 
TACATGCAAGTCGAACGGTATATTACTTTCGGGTAATAGAGAGTGGCGAACGGGTGCGTAACGCGTATGCAACCTACCCTATACAGGGGGATAGCCCGGAGAAAT 
CTGGATTAATACCCCATAGTATCATTGRRCTGCATGGTTTAATGATTAAAGATTCATCGGTATAGGATGGGCATGCGTCTGATTAGCTAGTTGGCGGTGTAACGG 
ACCACCAAGGCTACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGG 
CAATGGACGAGAGTCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTCTGCGTTGTAAACTGCTTTTATCTGGGAAGAAAATGCCCCTGCGGGGGAAATTGC 
CGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCG 
GCTATTTAAGTCAGTGGTGAAAGACTCCGGCTCAACCGGAGCAGTGCCATTGATACTGGATAGCTTGAGTATTGGAGGGGTACATGGAATTGATGGTGTAGCGGT 
GAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTACTGGCCAATAACTGACGCTGATGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCC 
TGGTAGTCCATGCCGTAAACGATGATTACTCGCTGTTATGGCTTTATGTTGTAGCGGCCAAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTACGCTCGCAAGAG 
TGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAGGGAATGAT 
TTGGAGACAGATCAGTCAGCAATGACCCGAAACAAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCT 
ATGTTTAGTTGCCAGCACGTCAAGGTGGGGACTCTAGACAGACTGCCTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAGGTCATCATGGCCCTTACGCCCAG 
GGCGACACACGTGCTACAATGGCGCATACAGCGGGTAGCTACCTGGCAACAGGATGCCAACCTCTAAAAGTGCGTCTCAGTTCGGATCGGGGTCTGCAACTCGAC 
CCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGAC 
CTGAAGGCAGTAACCGTCAAGGAGCTGTTTAGGGTAGAACCGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCACAGGGAGCTTGCTCCTGGGTGGCGAGTGGCGCACGGGTG 
AGTAATACATCGGAACGTGTCCTATTGTGGGGGATAACTGTCGGAAAGGGTGGCTAATACCGCATAAGACCTGAGGGTGAAAGCGGGGGATCGCAAGACCTCGCG 
CAATTGGAGCGGCCGATGCCCGATTAGCTAGTTGGTGAGGTAATAGCTTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGTCTTCGGATTGTA 
AACTGCTTTTGTCAGGGACGAAAAGGATTGTGCTAATACCATGATCTGCTGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCTGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGT 
GACTGCAGGACTAGAGTTCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGGCGAAGGCAGCCCCCTGGGAT 
GCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTGGTTGTTGGGGATTAATATCCTT 
GGTAACGAAGCTAACGCGTGAAGTAGACCCCCTGGGGAGAGCGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGAT 
TAATTCGATGCAACGCGAAAAACCTTACGTAGCCTTGACATGCCAGGAATCCTGAAGAGATTTGGGAGTGCCCGCAAGGGAATCTGGACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGCAAGAGCACTCTAATGAGACTGCCGGTGACAA 
ACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGCTAGGGCCTCACACGTCATACAATGGTCGGAACAGAGGGCAGCGAAGCCGCGAGGTGGA 
GCAAATCCCAGAAAACCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGT 
TCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGTTCACCAGAAGACGTTTGTCTAACCGTAAGGAAGGACGGCGTCCACGGTGGGTTTCATGAC 
TGGGGTGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACG 
GGATTTGAGACTTCGGTTTTGATGAGAGTGGCGCACGGGTGCGTAACGGCGTATGCAACCTACCTATTACAGGGGGATAGCCCGGGGAAACCCGGATTAATACCC 
CATGGTATTATGAGCAGGCATCTGTTTATAATTAAAGATTTATCGGTAATAGATGGGCATGCGTAGGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTAT 
GATCCTTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAGAGT 
CTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTATGCGTTGTAAACTGCTTTTATACGGGAAGAAAAGGCCCATGCGTGGGACATTGCCGGTACCGTATGAA 
TAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGGAATTTAAGTCAG 
CGGTGAAAGTTCAGGGCTCAACCCTGAAATTGCCATTGATACTGGATTTCTTGAGTGTCGATGGGGTACATGGAATTTATGGTGTAGCGGTGAAATGCATAGATA 
CCATAAGGAACACCGATAGCGAAGGCATTGTACTTATCGATAACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGATTACTCGCTGTTATGCCCTTGAGGTGTAGTGGCCAAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGA 
ATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTAGAATGTGAAGGAATGATTTAGAGATAGATCA 
GTCAGCAATGACCTGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCA 
TCAGGTTAAGCTGGGGACTCTAACAAGACTGCCTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCGGGGCGACACACGTGC 
TACAATGGCGCATACAGCGGGTAGCTACCTGGCAACAGGATGCCAACCTCTAAAAGTGCGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGA 
ATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGCCGGTAAC 
CGCAAGGAGCCGTTTAGGGTAGAACCGGTAACTGGGGC TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAAC 
ACATGCAAGTCGAACGATGATGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTCTGGGATAACTCCGGGAAA 
CCGGGGCTAATACTGGATATGACTCCTCCTCGCATGGGGTGGGAGTGGAAAGCTTTTGTGGTGGAGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTG 
GCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCTCTGAAGAAGCGAAAGTGACGGTAGGAGCAGA 


AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGTTTGTCGCGTCT 
GCGGTGAAATCCCAACGCTTAACGTTGGGCTTGCCGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGAT 
ATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATAACTGACACTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGC 
CGTAAACGTTGGGCGCTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACATTCAGAGAT 
GGGTGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTT 
GCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGC 
ATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGT 
CGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAGAGTTAGCTTGCTAACTTGAGACCGGCGCA 
CGGGTGCGTAACGCGTATGCAATCTACCTTTCACAAAGGGATAGCCCAGAGAAATTTGGATTAATACCTTATAGTATTATAGAATGGCATCATTTTGTAATTAAA 
GATTTATCGGTGAAAGATGAGCATGCGTCCCATTAGCTAGTTGGTATGGTAACGGCATACCAAGGCTACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACAC 
TGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCT 
ATGGATTGTAAACTGCTTTTATACAGGAAGAAACACCTCTACGTGTAGAGACTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTCAGATAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCA 
TTGATACTGTCTGACTTGAATTATTAGGAAGTAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTA 
CTAATATATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTGGGAGCAATCTC 
AGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGAACGCAAGTTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGATTGACCGTTTTGGAAACAGAACTTTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCG 
TCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACGAGACTGCCAGTGCA 
AACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCACTGGGCGACCAG 
GAGCGAATCTACAAAACCGGTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTA 
AGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATGGCTCAGAACGAACGCTGGCGGC 
AGGCCTAACACATGCAAGTCGAACGCCCTAGCAATAGGGAGTGGCAGACGGGTGAGTAACACGTGGGAACATGCCTTTCGGTTCGGAACAACTCGGGGAAACTTG 
AGCTAATACCGGATACGCCCTTTGGGGGAAAGATTTATTGCCGAAAGATTGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCA 
GTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGAT 
CCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCTGGGAAGATAATGACGGTACCAGGAGAATAAGCCCCGGCTAACTTCGTGCCA 
GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCCGAGGCTCAACCT 
CGGAACTGCCTTTGATACTGGGGATCTCGAGTCCGGGAGAGGTGAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAG 
GCGGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTA 
GGCAGCTTGCTGCTTAGTGGCGCAGTTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATGTCTCGTTTGGTTTCCAGAGATGGATTCCTTCAGTTCGGCTGGCGAGAA 
CACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCATTTAGTTGGGCACT 
CTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGT 
GGGATGCGGAGGGGCGACCCCGAGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGTAGAT 
CAGAACGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGTTTTCTTAACCGCAAGGAGAGAGGC 
GACCACGGTAGGGTCAGCGAC TGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATG 
CAAGTCGAGCGGACGGAAGGAGAGCTTGCTCTCTGGAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTCATAGATGGGGATAACACCGAGAAAT 
CGGTGCTAATACCGAATAATAGAGCGGAGCGCATGCTCCGCGCTTGAAAGTCGGCTTTGAGCTGACACTATGAGATGGGCCCGCGGCGCATTAGCTAGTAGGTGA 
GGTAACGGCTCACCTAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTCAGGGAAGAACAAGTACGAGAGTAAC 
TGCTCGTACCTTGACGGTACCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAA 
AGCGCGCGCAGGCGGTTCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGGAGAGAAAAGTGGAATT 
CCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTTTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTTCCACCCTCAGTGCTGACGTTAACACATTAAGCACTCCGCCTGGGGA 
GTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGA 
CATCCTCTGACCACTTGAGAGATCAAGCTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATC 
ATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCGAAACCGCAAGGTGGAGCCAATCCCAAAAAGCCATTCTCAGTTCGGATT 
GTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
CGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAANNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAGTTCGAAACTAGCTTGCTAG 
ATTCGAAACTTAGTGGCGAACGGGTGAGTAATACATAAGCAACCTGCCTCTATGCCTGGGATAACAGATGGAAACGTCTGCTAATACCGGATACGTTAATCGAAG 
ACATCTTCGATTAATTAAAGTTGGGATACAACACAAAGAGATGGGCTTATGGCGCATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACGATGATGCGTAGCCG 
ACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAA 
CGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGGGAAGAACAAGTATGAGAGGGAATGCTCGTACTATGACGGTACCTTACCAGAAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGAGCGCAGGCGGTTTATTAAGTTTATGGTGA 
AAGTTCGGGGCTTAACCCCGTGATGCCATAGAAACTGGTAGACTAGAGTGCAGGAGAGGTTAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAG 
GAACACCAGTGGCGAAGGCGGCTAACTGGCCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACG 
ATGGATACTAAGTGTTGGATAGAATTCAGTGCTGTAGTTAACGCAATAAGTATCCCGCCTGGGGAGTATGCGCGCAAGCGTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATACCGCGCAAAAGCATAGAGATATGTAATAGTTATGGC 
GGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTCAGTTACCATCATTAAGTTGGGG 
ACTCTGGAGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCTACACACGTACTACAATGGCGTATACA 
GAGGGAAGCGAAGCAGTGATGTGGAGCGAATCTCAGAAAGTACGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCG 
GATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCAAACCATGAGAGTTGGTAATACCCGAAGCCGGTGGCCTAACCCTGTAAAGGGA 
GGGAGCCGTCGAAGGTAGGACCGATGATTGGGGTTAAGTCGTAACAAGGTATCCCTACCGGAAGGTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNGGCTCAGATTGAACGCTGGCGGCAGGCC TAACACATGCAAGTCGAGCGGTAACAGAGGGTAGCTTGCTACTTTGCTGACGAGCGGCGGACG 
GGTGAGTAAGGCTTGGGTATCTGCCCAGTCGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGATCTTCGGACCT 
TTCGCGATTGGATGAGCCCAAGTGAGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGT 
TGTAAAGCACTTTCAGTGGTGAGGAAAGGTGAACGGCGAATACCCGTTGACTGTGACGTTAACCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGT 


AATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGCCAGATGTGAAAGCCCCGAGCTCAACTCGGGAACCGCAT 
TTGGAACTGGCAAACTAGAGTCTTGGAGAGGGGGGTAGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAATACCAGTGGCGAAGGCGGCCCCCTG 
GCCAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGATGTCCACGCTGTAAACGATGTCAACTTGAAGTCTGTGCCTTAGAG 
CGTGGGTTTCGGAGCTAACGCGTTAAGTTGACCGCCTGGGGACTACGGCCGCAACCTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGCGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACGCTGATACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCC 
GGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCCAACCAGC 
GATGGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGTGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGATAGCTTAACCTTCGGGGGGGCGTTTACCACGGAGTGAT 
TCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAG 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGATCTTGGAGCTTGCTCCAGGATCTTAGCGGCGGACGGGTGAGTAA 
CACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAATACCGAATAGTTTGCGGCCTCTCATGAGGCCACACGGAAAGACGGTTTCGGC 
TGTCACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGA 
TCGTAAAACTCTGTTGTGAGGGAAGAACAAGTACCAACTAACTATTGGTACCTTGACGGTACCTCACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCAT 
TGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTG 
GTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCG 
CCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGCCTTGGAGACAAGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGTCGCGAACC 
CGCGAGGGGGAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATCWTTGGGAGCTTGCTCCCATTGGTTAGCGGCGGACGGGTGAGTAACACGTGGGC 
AACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAATTCTTTTCCTCTCATGAGGAAAAGCTGAAAGTCGGTTTCGGCTGTCACTTA 
CAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGC 
TCTGTTGTTWGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACT 
GGGGGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAA 
CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAG 
TGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACACTCCTAGAGATAGGACGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGA 
CAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCAAAACCGCGAGGT 
TAAGCGAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCGTAAGGAGCCANNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATCWTTGGGAGCTTGCTCCCAWTGGTTAGCGGCGG 
ACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAATCCATTTCCTCTCATGAGGAAATGCTGAAA 
GTCGGTTTCGGCTGACACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCRACGATGCGTAGCCGACCTGAGAGGGTGATC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGATG 
AAGGCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAAC 
CGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGA 
AGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGT 
TAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGATACTCCTAGAGATAGGACGTTCCCCTTCGGGGGACAGA 
GTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCA 
CTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAA 
AGGGTCGCAAAGCCGCAAGGTCTAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGG 
ATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAAC 
GGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATACGACCTGTCACCTCATGGTGGCGGGTGGAAAGT 
TTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGG 
GTTGTAAACCTCTTTTACCACCAACGCAGGCTCCCAGTTCTCTGGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGTTCTGCAGTGGA 
TACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCC 
TTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTT 
TCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTG 
CTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACCTGCAGAGATGTGGGGTCATTTAGTTGGTGGGTGACAGGTGGTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAATGGGCGTGCGATACCGTA 
AGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGCCTAACCCTTCGGGGAGGGAATGAGTGAAGGTGGG 
GCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
TGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTGATTCCTGGGAA 
TCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCT 
AGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTG 
GGAGGAAGGGCAGTAAATTAATACTTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCG 
TTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTAGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGA 


GTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAG 
GTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAA 
CGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCC 
ACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGA 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGT 
GGGGGATAACGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGC 
TAGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAG 
TTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTA 
CTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTAGAGGG 
TGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGA 
CCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGCCTTGACATCCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCACAAAACCGATCG 
TAGTCCGGATCGCAGTCTGCAACTCGACTGGGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGGTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTAGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCAGG 
CCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTC 
GGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTA 
ATGGCTCACCAAGGCTACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTTACCTAATACGTG 
ATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTAGAGGGTGGTGGAATTTCCT 
GTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTA 
CGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACAT 
CCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAA 
CGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCACAAAACCGATCGTAGTCCGGATCGCA 
GTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
CAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACC 
TGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAGAGTAG 
CTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCAGTTGTGAGGGATAACTACTGGAAACGGTGGCTAATACCGCATACGCCC 
TACGGGGGAAAGCAGGGGACCTTCGGGCCTTGCGCGATTGGATATGCCCAGGTGGGATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCTCTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCC 
ATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTGGTAGCTAATAACTGCCAGCTGTGACGTTACTCGCAGAAGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGGACAAGTTAGATGTG 
AAAGCCCCGGGCTCAACCTGGGAATAGCATTTAAAACTGTCCGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGG 
AGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCTGGAACCTTGTAGAGATACGAGGGTG 
CCTTCGGGAATCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTGCCAG 
CACGTAATGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCT 
ACAATGGCGCGTACAGAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCTAAAAGCGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAA 
TCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGCTT 
AACCTTCGGGAGGGCGTTTACCACGGTGTGATTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGC 
TGGCGGCATGCCTAACACATGCAAGTCGAACGAATGGCTTCGGCCATTAGTGGCGCACGGGTGAGTAACGCGTGGGAATCTGCCCAGCAGTGGGGGATAACCTCG 
GGAAACTGAGGCTAATACCGCATACGCCCCTCGGGGGAAAGGCTTGCTGCTGCTGGAGGAGCCCGCGTCGGATTAGGTAGTTGGTGGGGTAACGGCCTACCAAGC 
CTGTGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGC 
AACCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTTTCGCCCACGACGATGATGACGGTAGTGGGAGAAGAAGCCCCGGCTAAC 
TTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCGCATCAAGTCGGGCGTGAAAGCCCCGG 
GCTCAACCTGGGAACTGCGTTCGAGACTGGTGTGCTAGAGTTCGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCG 
ATGGCGAAGGCAGCTCTCTGGACCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGC 
TAGACGTTGGGACCCCTAGGGTTTCAGTGTCGCCGCTAACGCATGAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTGACATGGGACGTTTGAGCCGGAGAGATCTGGTTCTTCAGTTCGG 
CTGGCGTCCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTCAGTTGCCATCGGGTA 
GGGCCGGGCACTCTGAGGAAACTGCCGGTGACAAGCCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATG 
GCGGTGACAGTAGGAAGCAATGGGGCGACCCGGAGCCAATCCACTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGCCGGTGGGCTAACCGC 
AAGGAGGCAGCCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAATGGCTTCGGCCATTAGTGGCGCACGGGTGAGTAACGCGTGGGAA 
TCTGCCCAGCAGTGGGGGATAACCTCGGGAAACTGAGGCTAATACCGCATACGCCCCTCGGGGGAAAGGCTTGCTGCTGCTGGAGGAGCCCGCGTCGGATTAGGT 
AGTTGGTGGGGTAACGGCCTACCAAGCCTGTGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTTTCGCCCACGACGATGATGACG 
GTAGTGGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGC 
GCATCAAGTCGGGCGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGTTCGAGACTGGTGTGCTAGAGTTCGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGA 


AATTCGTAGATATTGGGAAGAACACCAATGGCGAAGGCAGCTCTCTGGACCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAATGCTAGACGTTGGGACCCCTAGGGTTTCAGTGTCGCCGCTAACGCATGAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGT 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCTCTTGACATGGGAAGTTTGGG 
TCTGAGAGATCGGGTCCTTCAGTTCGGCTGGCTTCCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTCATCCTCAGTTGCCATCAGGTAGGGCTGGGCACTCTGGGGAAACTGCCGGTGACAAGCCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCCTTAC 
GGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTAGGACGCAATGGGGCGACCCGGAGCCAATCCACTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAA 
CTCGAGTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGT 
TTTACCTGAAGCCGGTGGGCTAACCGCAAGGAGGCAGCCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCTGCAAGGGGAGCGGCA 
GACGGGTGAGTAACGCGTGGGGATGTGCCCAGAGGTGGGGAATAACTGTGGGAAACTACAGCTAATACCGCATGAGCCCTTCGGGGGAAAGATTTATCGCCTTTG 
GATCAACCCGCGTCAGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGACGGCCTTAGGGTTGTAAAGCTC 
TTTTAACAGGGACGATAATGACGGTACCTGTAGAATAAGCCCCGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTG 
GGCGTAAAGCGCACGTAGGCGGATTGTTAAGTCGGGGGTGAAATCCTGAGGCTCAACCTCAGAACTGCCTTCGATACTGGCGATCTTGAGTTCGGAAGAGGTTGG 
TGGAACAGCTAGTGTAGAGGTGAAATTCGTAGATATTAGCTAGAACACCAGTGGCGAAGGCGGCCAACTGGTCCGACACTGACGCTGAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTCGGGGAGCTTGCTCTTCGGTGGCGCAGCTAACGCTTTAAGCATTCCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAG 
CCCTTGACATCCCGGTCGCGGGTTCCAGAGATGGGACCCATCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGCCCCTAGTTGCCAGCATTGAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACG 
TCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGGAGGGGTGACCCCGAGCAAATCTCAAAAAGCCGTCTCA 
GTTCAGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGSCC 
GTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGCGCCAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAAG 
CCCGTATGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAA 
TTTGATGGGAGCTTGCTCCCTGAAAATTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTGTAAGCCTGGGATAACTTCGGGAAACCGGAGCTAATACC 
GGATAATTTCTTTCTTCACATGAAGAGAGGTTGAAAGACGGCTTTGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCA 
AGGCCACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGA 
CGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAACTCTGTTATCAGGGAAGAACAAGTACCGGAGTTACTGCCGGTACCTTGAC 
GGTACCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGG 
TTCTTTAAGTCTGATGTGAAATCTTGCGGCTCAACCGTGAGCGGTCATTGGAAACTGGAGAACTTGAGTGCAGAAGAGAAGAGCGGAATTCCACGTGTAGCGGTG 
AAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAG 
GCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTATGCCT 
GCCCTAGAGATAGGGAGTTCCCTTCGGGGACATAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGAAATTAGTTGCCAGCATTTAGTTGGGCACTCTAATTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGA 
CCTGGGCTACACACGTGCTACAATGGATGGTACAGAGGGCTGCGAGACCGCGAGGTTTAGCCAATCCCTTAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACT 
CGCCTGCATGAAGCCGGAATCGCTAGTAATCCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTA 
ACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAATACATGCAAGTCGAACGGCAGCACAGCAGAGCTTGCTCTGTGGGTGGCGAGTG 
GCGGACGGGTGAGGAATACATGGGAATCTGCCCAGTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATGCGCCCTTCGGGGGAAAGCCGGGGACCTT 
CGGGCCTGGCGCGATTGGATGAGCCCATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCC 
CTCGGGTTGTAAAGCTCTTTTGTCCGGAAAGAAAAGCATTCGGTTAATACCCGAGTGTTCTGACGGTACCGGAAGAATAAGCACCGGCTAACTTCGTGCCAGCAG 
CCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTTGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGA 
ATGGCATTGGATACTGGCGAGCTAGAGTGCGGTAGAGGATAGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACATCCGTGGCGAAGGCGA 
CTGTCTGGACCAGCACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTG 
CAACTTGGCACTCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGACACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAA 
GGAGACCGCCGGCGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTGGGGACAGAGGGCT 
GCGATGCCGCGAGGCGGAGCCAATCCCAGAAACCCCATCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGC 
ATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGC 
CACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
AGTGAACGCTGGCGGCAGGCCTAATACATGCAAGTCGAACGGCAGCACAGCAGAGCTTGCTCTGTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATGGGAATC 
TGCCCAGTCGTGGGGGATAACGTATGGAAACGTACGCTAATACCGCATGCGCCCTTTGGGGGAAAGCCGGGGACCTTCGGGCCTGGCGCGATTGGATGAGCCCAT 
GTTCGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTAGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCCTCGGGTTGTAAAGCTCTTTTGTTGGGG 
AAGAAAAGCAGTCGGTTAATACCTGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTT 
ACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTTGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCACTGGATACTGGCAAGCTAGAGT 
GTGGCAGAGGGTAGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACATCCGTGGCGAAGGCGACTGCCTGGGCCAACACTGACACTGAGGC 
ACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAAC 
GCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACG 
CGAAGAACCTTACCTGGCCTTGACATGTCTGGAACCCTTGAGAGATCGAGGGGTGCCTTCGGGAACCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGCGACAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTGGGGACAGAGGGCTGCAAACTCGCGAGGGTGAGCCAATCCCA 
GAAACCCCATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCGCAAGGGGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCATGGCTCAGAACGAAC 
GCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCTTTTCGGAGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCAATCACTAGGGAATAACTCAG 
GGAAACTTGTGCTAATACCCTATACGACCGAGAGGTGAAAGATTTATCGGTGATTGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGG 
CGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGC 
AAGCCTGATCCAGCCATGCCGCGTGAGTGATGACGGTCTTAGGATTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAAC 
TTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATTGGTCAGTTAGGGGTGAAATCCCAGG 
GCTTAACCCTGGAACTGCCTTTAATACTGCCAGTCTTGAGTATGGTAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCA 


GTGGCGAAGGCGGCTCACTGGACCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGT 
TAGCCGTCGGGGGATTTATCTTTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATACCGGTCGCGGACACAGAGATGTGTCTTTCAGTTTGGCTG 
GACCGGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCATCATTTAGTT 
GGGCACTCTAAAGGGACTGCCAGTGATAAGCTGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGT 
GACAGTGGGCAGCGAACACGCGAGTGTAAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATC 
GCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAG 
GCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTATCTGAACCTTCGGGGAACGATAACGGCGTCGAGCGGCGGACGGGTGAG 
TAATGCCTAGGAAATTGCCTTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATRAYGCCTACGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCG 
TCAAGATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGA 
CACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAA 
GTACTTTCAGCAGTGAGGAAGGGGGTGTCGTTAATAGCGGCATCTCTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTTGAAA 
CTGGCAAACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGA 
TACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGG 
CTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTASCAGAGATGSWTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTG 
ATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACTCGCGAGA 
GTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGGACGCTCACCACTTTGTGGTTCAT 
GACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGG 
CAGGCCTAACACATGCAAGTCGAGCGGCAGCGACATGARCAATCCTTCGGGTGCGTTCATGGGCGGCGAGCGGCGGACGGGTGAGTAAAGGCTGGGAACCTGCCC 
TGACGAGGGGGATAACCACTGGAAACGGTGGCTAATACCGCATAATGTCTTCGGACCAAAGAGGGGGACTTTCGGGCCTCTCGCGTCAGGATGGGCCCAGTTGGG 
ATTAGCTGGTTGGTGRGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCCGTGAGGAA 
GGTAGCGTAGTTAATACCTGCGTTACTTGACGTTAGCGGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCG 
GAATTACTGGGCGTAAAGCGCATGCAGGCGGTCTGTTAAGCAAGATGTGAAAGCCCCGGGCTTAACCTGGGAGTGGCATTTTGAACTGGCAGGCTAGAGTCTTGT 
AGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGATGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCTACTTGGAGGCTGTGGTCTAGAACCGTGGCTTTCGGAGCTAACGCGTTA 
AGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGA 
ACCTTACCTACTCTTGACATCCTCAGAAGCCGGAAGAGATTCTGGTGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACTTCGGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGG 
ACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTGCATACAGAGGGCAGCGAGACCGCGAGGTGGAGCGAATCCCAGAAAGTG 
CATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTWCGGGAGGGCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACA 
AGGTAGCCCTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAAT 
GATGAAGAAGCTTGCTTCTTCTGATTTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTTGTAGATTGGGATAACTCCGGGAAACCGGGGCTAATACC 
GAATAAACCATTTTGCTTCATGGCAAGATGTTGAAAGGCGGCTTCGGCTGTCACTACTAGATGGGCCCGCGGCGTATTAGCTAGTTGGTAGGGTAATGGCCTACC 
AAGGCGACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGG 
ACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTAAGGGAAGAACACGTACGAGAGTAACTGCTCGTACCTTGA 
CGGTACCTTATTAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCG 
GTTCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAGAACTTGAGTACAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGT 
GAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGGTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAA 
GGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCACTGAC 
CGGCTTAGAGATAGGCTTTTCCCTTCGGGGACAGTGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGATAAACCGGAGGAAGGCTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GACCTGGGCTACACACGTGCTACAATGGACGATACAAAGGGCTGCAAACCCGCGAGGGGGAGCCAATCCCATAAAATCGTTCTCAGTTCGGATTGTAGGCTGCAA 
CTCGCCTACATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGT 
AACACCCGAAGTCGGTGAGGTAACCTTTACAGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGG 
CGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTTCGTTAGGCATCCAGTGGGGTGG 
AAAGTTCCGGCGGTGCAGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGC 
CTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGGGTGACTGACGGTACCTGGAGAAGAAGCACCGGCTGACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGTCGTGAAAACCTGGGGCTTAACCCTGGGCTTGCGGTCGATACGGGCA 
GACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCACATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGA 
CGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGCTCTTTCCACGGGTTCCGTGC 
CGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATT 
CGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCTAGAGATAGGGCTTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCAAGTAAAGTTGGGGACTCATGGGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGC 
GAATCCCTTAAAGCTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCACGGCCTAACCCCTTGTGGGAGGGAGTGGTCGAAGGTGGGACTGGCGA 
TTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGC TGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTC 
AGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTG 
CACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCGGGTCACGCATGTGGCTGGGTGGAAAGTTCCGGCGGTGCAGGATGAGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAG 
CGAGAGTGACGGTACCTGGAGAAGAAGCACCGGCTGACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGCGGTTTGTTGCGTCGGTCGTGAAAACCTGGGGCTTAACCCTGGGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGG 


TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTTGGGCTCTTTCCACGGGTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACA 
TGCGCCAGACATCCCTAGAGATAGGGCTTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTCGTTCCATGTTGCCAGCAGGTTCGGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGC 
CCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATTGGGG 
TCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGA 
AAGTCGGTAACACCCGAAGCCCACGGCCTAACCCCTTGTGGGAGGAATTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCC 
CTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCACTT 
CAGGCATCTGTTGTGGTGGAAAGTTCCGGCGGTGCAGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACG 
CCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCGAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCCGTGAAAACTCAGGGCTTAACTCTGAG 
CCTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
GTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGA 
CTTTCCACGTTCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGAAACCGGTAGAGATATCGGCCCCCTTGTGGCCGGTGTACAGGT 
GGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTTATGGTGGGGACTCATGG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTG 
CTAAACCGTGAGGTGGAGCGAATCCCAGAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCGTAAGGGGGGGAGTGGT 
CGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAACAGCTTGCTGTTTCGCTGACGAGTGGCGGACGGGTGAGTAATG 
TCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTAGGGCCTCTTGCCATCGG 
ATGTGCCCAGATGGGATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGG 
TCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACT 
TTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGATTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGT 
CAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTG 
ACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCC 
GGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAAGTTTTCAGAGATGAGAATGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAAC 
TGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGC 
GGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGG 
GGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCT 
TAACACATGCAAGTCGAACGGGATCCTTATCCGCTTGCGGGTTTGGTGAGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTTGGGATAACT 
GCCGGAAACGGTGGCTAATACTGGATATTCAGCACTGGTCGCATGGTTGGTGTTGGAAAGGTTTTTCTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGT 
GGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAATTTAGACGGTACCT 
GCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCG 
CGTCTGTCGTGAAAACCTGCAGCTTAACTGTGGGCTTGCGGTGGGTACGGGCTGGCTTGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCG 
CAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CATGCCGTAAACGTTGGGCACTAGGTGTGGGGACCAGTTCCATGGTTTCTGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAATGCTGC 
AGAGATGTGGCAGCCTTTGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCT 
CATGTTGCCAGCACGTGATGGTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCT 
TCACGCATGCTACAATGGCCGGTACAGTGGGTTGCGATCTCGTGAGGGGGAGCTAATCCTTGAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCA 
TGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGA 
AGCTCATGGCCTAACCCTTTGGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAAGCAATTAA 
AATGAAGTTTTCGGATGGATTTTTAATTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTGCCTCACACTGGGGGATAACAGTTAGAAATGACTGCTA 
ATACCGCATAAGCGCACAGTGCCGCATGGTACAGTGTGAAAAACTCCGGTGGTGTGAGATGGATCCGCGTCTGATTAGCCAGTTGGCGGGGTAACGGCCCACCAA 
AGCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAAGTCTGAAGTGAAAACCCA 
GGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACAC 
CAGTGGCGAAGGCGGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAAT 
GCTAGGTGTTGGGGGGCAAAGCCCTTCGGTGCCGTCGCAAACGCAGTAAGCATTCCGCCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCTCTTGACCGGCGTGTAACGGCGCCTTCCCTTCGGG 
GCAAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAGGTAGA 
GCTGGGCACTCTAGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGC 
GTAAACAAAGGGAAGCAAGGCAGTGATGTGGAGCAAATCCCAAAAATAACGTCCCAGTTCGGACTGTAGTCTGCAACCCGACTACACGAAGCTGGAATCGCTAGT 
AATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGCAACGCCCGAAGTCAGTGACCCAACTCGCA 
AGAGAGGGAGCTGCCGAAGGCGGGGCAGGTAACTGGGGTGAAGTCGTAACAAGGTAACCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGCAGCTTGCTGCTTGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCC 
TGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGG 
GATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGA 
AGGCGATGGGTTAATAACCGCGTCGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCG 
GAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCGAAACTGGCAGGCTTGAGTCTCGT 


AGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTA 
AGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGA 
ACCTTACCTGGTCTTGACATCCACAGAACTTTCCAGAGATGGANNGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTAGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGG 
ATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCAATCTCGCGAGAGCAYGCGGACCTCATAAAGTG 
CGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
CTGAACCGGTTTCGGCCGGGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACCGGAT 
ATCACTTCCCTGGGCATCCAGGGTTGTTGAAAGTTCTGGCGGTGCAGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACG 
GGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAATCTCCACGCT 
TAACGTGGAGCGTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAG 
GTGTGGGCGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCCAGAGATGGGGCTTCCCTTGTGGTTGG 
TGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTTATGGCGGG 
GACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTAC 
AGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGC 
AGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCCGCAAGGG 
AAGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGATCCGCTTTCGGGTGGTGATGAGTGGCGAACGGGTGAGTAACACGTGGG 
TAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATATCACAACTTCTCGCATGGGGGGTTGTTGAAAGTTCTGGCGGTGCAGGATGA 
ACCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCG 
CCAGGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTATTG 
GGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAATCTCCACGCTTAACGTGGAGCGTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGG 
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGGTGGGTGCTAGGTGTGGGCGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCACCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACC 
TGGGCTTGACATGCGCCAGACATCCTCAGAGATGGGGCTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTTATGGCGGGGACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGT 
TCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCTCGTAAGGGGAAGGATGGTCGAAGGTGGGACTGGCGATTGGGACGAANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCCGCTTCGGTGGGGGAT 
TAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGTACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTTCTGATCGCATGGTTGG 
NGGTGGAAAGCTCCGGCGGTACGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGAC 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGAT 
GACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTTCGTGAAAACTCCACGCTTAACGTGGAGCGTGCGGGCGATA 
CGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGA 
TACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGCGACATCCACGTTGTC 
CGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCTAGAGATAGGGCTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTCATGGCGGGGACTCGTGGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGCGAGGT 
GGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCGCAAGGGGGGAGTGGTCGAAGGTGGGACTGG 
CGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGACGAACGCTGGCGG 
CGTGCTTAACACATGCAAGTCGAACGATGAAGCCTTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGTACTTTGGGATAAGCCT 
GGGAAACTGGGTCTAATACCGGATATGACTCTTGGCCGCATGGTTGAGGGTGGAAAGCTCCGGCGGTACGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGG 
TAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCT 
GGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCG 
CGTCGTTCGTGAAAACTCCACGCTTAACGTGGAGCGTGCGGGCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCG 
CAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCTGTAAACGTTGGGCGCTAGGTGTGGGCGACATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCTAG 
AGATAGGGCTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCT 
ACGTTGCCAGCGCGTGATGGCGGGGACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGT 
GAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAA 
GCCCATGGCCCAACCCGCAAGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTTTCGGGGTGGATTAGTGGC 
GAACGGGTGAGTAACACGTGGGCAATCTGCCCTGTACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTTTTTCTCGCATCGGTAGAAGTGGA 
AAGCTCCGGCGGTACGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCC 
TTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTG 
CGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTTCGTGAAAACTCCACGCTTAACGTGGAGCGTGCGGGCGATACGGGCAG 
ACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGAC 
GCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGCGACATCCACGTTGTCCGTGCCG 


TAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCTAGAGATAGGGCTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTTATGGCGGGGACTCGTGGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGA 
ATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACNGCCTGCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTG 
GGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGGTGAAC 
GCTGGCAGCGTGCCTAAGACATGCAAGTCGTGCGAGGGATGGTCGTAACTTCGGTTGCCTCCATCCCTAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCC 
CGGAAGTGGGGGACAACCCGGGGAAACTCGGGCTAATCCCCCATGTGGACCCATCCCCTGGGATGTGTCTAAAGCCCTCGGGCGCTTCCGGATGGGCCCGCGCCC 
CATCAGGTCGTTGGTAGGGTAACGGCCTACCAAGCCGACGACGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACG 
GGAGGCAGCAGTTAGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCTGCTTGCGGGAAGAAGCCCCTCGGGGTGTAAACCGCTGAACGGGGGACGAC 
CTCCGACGGTACCCCGCTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACCCGGATTCACTGGGCGTAAAGGGCGCGT 
AGGCGGTAAGGCAAGTCCGGTGTTAAAGCCCACGGCTCAACCGTGGATCAGCATCGGATACTGCCTCACTCGACGGCCGAAGAGGGGAGCGGAATTCCCGGAGTA 
GCGGTGAAATGCGTAGATACCGGGAAGAACGCCAATGGCGAAGGCAGCTCCCTGGTCGGCCCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGA 
TACCCGGGTAGTCCACGCCCTAAACGTTGGGTGCTGGGTGTCGGGCCCCGGCTCGGCGCCGTAGCTAACGCGTTAAGCACCCCGCCTGGGAAGTACGGCCGCAAG 
GCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCGTGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCCGGGGAAC 
CTCCTGGAAACAGGAGGGTGCCCCTCGGGGGAACCCGGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCGCCCTTAGTTGCTAACGGATCAGCCGAGCACTCTAAGGGGACTGCCCGCGAAAGCGGGAGGAAGGCGGGGATGACGTCTGGTCAGCATGGCCCTCAC 
GGCCTGGGCTACACACGCGCTACAATGGGCAGGACAACGCGTCGCAACCCGGCAACGGGAAGCTAATCGCTTAAACCTGCCCCCAGTTCGGATTGGGGTCTGCAA 
CTCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCTACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGTGGG 
CCCCACCTGAAGTCGCCGGGAGCCCCAAAGGCAGGCGCCTAGGGTGGAGCTCACGACTGGGGCGAAGTCGTAACAAGGTAGCTGTACCGGAAGGTGCGGCTGNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCNAGTCGAACGGGCCGGCCCCTTGTTTT 
TTGGGGGGTTGGTTGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCTTCTTCTGGATAACCGCATGAAAGTGTGGCTAATACGGGATATTCTGGTC 
TGCCTGCATGGGTGGGTTGGGAAAGATTCACTTTGGTGTTTTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGA 
CGGGTAGCCGGCCTGAGAGGGTGGGCGGTCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGGAAGCCT 
GATGCAGCGACGTCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCCAGTGAAGTAGGTCTGCTCCTGTGTGGGTGGGTTGACGGTAGCTGGGTTT 
TTAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGCTGGTCGCG 
TCTGCCGTGAAATCCTCTGGCTTAACTGGGGGTGTGCGGTGGGTACGGGTCGGCTTGAGTGCGGTAGGGGAGGCTGGAACTCCTGGTGTAGCGGTGGAATGCGCA 
GATATCAGGAAGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
TGCTGTAAACGTTGGGCACTAGGTGTGGGGGGCCTTTCCGGGTTTTCCGCGCCGTAGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGGCTGGTTTGGTCTGG 
AGACAGGCCGTCCCTTTTTTTGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTCTCGTGTTGCCAGCATGTTGTGGTGGGGACTCGCGGGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTTCACGCATGCTACAATGGCCGGTACAGTGGGTTGCGATGTCGTGAGGCGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGAC 
ACCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACAC 
CCGAAGCCCGTGGCCTTATGGGGAGCGGTCGAAGGTGGGGCTGGTGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAGACCTNTCGGGGTNNATTAGCG 
GCGGACGGGTGAGTAACACGTGGGTAACNNGCCTCAAAGAGGGGAATAGCCTCCCGAAAGGGAGATTAATACCGCATAATATGTTTAGATCGCATGATCTTAACA 
TCAAAGGAATTTTTTCGGAGATTTCACTTTGAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAAAGGCCCACCAAGGCAACGATGCGTAGCCGACCTGAG 
AGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCG 
TGAATGATGAAGGCCTTCGGGTTGTAAAGTTCTGTCTTCTGGGACGATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGATGCGTAGGCGGACATTTAAGTCAGATGTGAAATACCCGAGCTTAACTTGGGTGCTGCATTTG 
AAACTGGGTGTCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTACTGGAC 
TGTAACTGACGCTGAAGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCGGGGGTCGAACCTCG 
GTGCCGCCGTTAACACATTAAGTATTCCGCCTGGGGAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCCCTTGCATAACTCAGAGATGAGTGAAGTCCTTCGGGACAAGGTGACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTAAGTTGAGCACTCTAGTGAGACTGCCCGGGTTA 
ACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGTGAGTACAAAGAGATGCAAGACCGCAAGGTGG 
AGCCAAACTCAAAAACTCATCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAACACCCGAAGTCCGTGAGGTAACCGTAAGGAGCCAGCGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACGGATGGAGAGCTTGCTCTCCTGACGTTAGCGGCGGACGGGTG 
AGTAACACGTGGGCAACCTGCCTGTAAGACCGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAATTCCTTTCCTCGCATGAGGAAAGGTTGAAAGGCGGCT 
TCGGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGATGAAGGTCT 
TCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGC 
TCTCTTGTCTGTAACTGACGCTGAGGCGCGAAAGCGTTGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGG 
TTTCCGCCCTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGCTACCTCTAGATAGAGGGTTCCCCTTCGGGGGACGGAATGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGT 
GACTGCCGGTGACAAACCGGAAGAAAGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGTGGTACAAAGGGCTGCG 
ATGCCGCGAGGCTGAGCCAATCCCAAAAAACCACTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATG 
CCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTT TGCAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGGGCCCTTCGGGGTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCG 
GAACGTACCCGGGAGTGGGGGATAACCGGCCGAAAGGCTGGCTAATACCGCATGAACTCGGAAGAGCAAAGCGGGGGACCTTCGGGCCTCGCGCTCTCGGAGCGG 
CCGATGTCCGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCGGTAGCGGGTCTGAGAGGACGATCCGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTCGG 
CGGGGAAGAAATCGGCCGGGCGAATAGTCCGGTCGGATGACGGTACCCGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGA 
GCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGCAGGCGGTTCTGTAAGACCGGTGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTGGTGACTGCAGGGCT 
AGAGTACGGTAGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCT 
CATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAGAACTAGCCGTCTGGAGTCTTCGTGCTTGGGTGGCGCAGC 
TAACGCGTGAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGC 


AACGCGAAGAACCTTACCTACCCTTGACATGCCGGGAATCCTGCCGAGAGGCGGGAGTGCCTTCGGGAACCCGGACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGATAGTTGCCATCATTGAGTTGGGCACTCTATCGAGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCAGGTGGAGCCAATCCC 
AGAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTC 
TTGTACACACCGCCCGTCACACCATGGGAGTGGGGTGCACCAGAAGTCGGTCGCCTAACCGCAAGGAGGGCGCCGCCCACGGTGTGCTCCATGACTGGGGTGNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCAGGAAACCGGCGGAACCCTTCGGG 
GGGAAGCCGGTGGAATGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTTCAGACCGGAATAACCCCGGGAAACCGGGGCTAATGCCGGATAATCAAG 
CGGTTCGCATGAACCGCTTGTAAAAGGGGGGAGTTTTCTCCTCCCACTGGAAGATGGGCCCGCGGCGCATTAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGA 
CGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCATCCGCAATGGGCGAAAG 
CCTGACGGTGCAACGCCGCGTGAACGAAGAAGGTTTTCGGATCGTAAAGTTCTGTTGTGAGGGAAGAACACGTGCCGGTCGAACAGGCCGGCACCTTGACGGTAC 
CTCACGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCACGCAGGCGGTCTCG 
TAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGTAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATG 
CGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGCCTACAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGTTGAGTGCTAGGTGTTAGGGGTTTCGATGCCCTTAGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGCCCGCTCTG 
GAGACAGAGTTTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGG 
GCTACACACGTGCTACAATGGATGGTACAAAGGGTGGCGAAGCCGCGAGGTGGAGCGAATCCCAGAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCT 
GCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCC 
GAAGTCGGTGAGGTAACCCTTACGGGGGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGGCTGGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGATAGT 
GGAGCTTGCTCCATTATCTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAATACCGAATAGTT 
TGCGGCCTCTCATGAGGCTGCACGGAAAGACGGTTTCGGCTGTCACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCAC 
GATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGT 
CTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTGAGGGAAGAACAAGTACCAAGTAACTACTGGTACCTTGACGGTACCTC 
ACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAA 
GTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGT 
AGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGCCTAGGA 
GACTAGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGA 
TCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCT 
ACACACGTGCTACAATGGACGGTACAAAGGGCTGCAAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCA 
TGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAA 
GTCGGTGGGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCT 
CCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCCTAACACATGCAAGTCGAGCGGTTGAGGTAGCTTGCTACCGATGCAGCGGC 
GGACGGGTGAGTAATACATGGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGGGATCTTCG 
GACCTCTCGCTATCAGATGAGCCCATGTCGGATTAGCTTGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACAC 
TGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTT 
AGGGTTGTAAAGCACTTTCAGTGGGGAGAAAGGTAATTCACTTAATACGTGAGTTAATTGATGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGTGGTTTGTTAAGCTAGCTGTGAAATCCCCGGGCTCAACCTGGGCAC 
TGCAGTTAGAACTGGCAAGCTAGAGTAGGGTAGAGGGGTGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACA 
CCCTGGACTCATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGAGCC 
TTGAGCTCTTAGTGGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATCTAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTAAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAATGGCGGGAACTCTAAGGA 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGGCAGTACAAAGGGTTGCC 
AAACCGCGAGGTGGAGCTAATCCCGTAAAACTGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAAATCAGAACG 
TTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACT 
TTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCT 
CAGGACGAACGTTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGAATTTGATAAGCTTGCTTAGAAAAATTCTTAGTGGCGGACGGGTGAGTAACGCGTGGG 
TAACCTACCCATAAAGCCGGGACAACCCTTGGAAACGAGGGCTAATACCGGATAATCTTAGAGCCTGGCATCAGGATTTAAGGAAAGATGGCCTCTGAATATGCT 
ATCGATTATGGATGGACCCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGATGAAGGTCTTCGGAT 
TGTAAAGTACTGTCTTTGGGGAAGAACGGTCATCTTGAGAATATTGAGGTGACATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTTTTAAGTCCGGTGTGAAAGATCAGGGCTCAACCCTGAGAGTGCA 
TCGGAAACTGGGGATCTTGAGGACAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCGGTGGCGAAGGCGACTTTCT 
GGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTAGAGGGTATCGA 
CCCCTTCTGTGCCGCAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCCTCTGAACCCTAAGGAAACTTGGGGGTGCCCTTCGGGGAGCAGAGAGACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTATTTAGTTGCTAACAAGTAAGGTTGAGCACTCTAGATAG 
ACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCCGGTACAGACGGAAGCGA 
AGCCGCGAGGTGAAGCAAATCCGAGAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATAC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCTGCAACACCCGAAGCCGGTGAGGTAACCCGTAAGGGAGCTAGCCGTCGAA 
GGTGGGGCCGATAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGTACTTGTACCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCT 
GCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGG 
TCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGA 
GGAAGGGCAGTTACCTAATACGTATCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTA 
ATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTA 
TGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGC 


ATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
AAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATGGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGG 
TGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCACA 
AAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGCTACCACGGTGTGATTCATGACTGGGGTGAAGTCG 
TAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACA 
TGCAAGTCGAGCGGCAGCACGGGTACTTGTACCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACG 
GACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTC 
ACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAA 
TGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTTACCTAATACGTGATTGTTT 
TGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAG 
GTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGC 
GGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGC 
AAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGA 
ACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGC 
AACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCA 
ACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGG 
TTGCACCAGAAGTAGCTAGTCTAACCTTCGTGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGA 
ACGGTGAACACGGAGCTTGCTCTGTGGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAAT 
ACTGGATATGTGACGTGACCGCATGGTCTGCGTTTGGAAAGATTTTTCGGTTGGGGAGGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGG 
CGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGA 
AAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATC 
CCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAA 
CACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTG 
GGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTT 
TGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACG 
TAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGC 
TAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAAC 
CCTTGTGGAGGGAGCTGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACACTAACAATCCTTCGGGTGCGTTAATGGGCGTCGAGCGGCGGACG 
GGTGAGTAATGCCTAGGAAATTGCCTTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATGCCTACGGGCCAAAGAGGGGGACCTTCGGGCCT 
CTCGCGTCAAGATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAA 
CTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGT 
TGTAAAGTACTTTCAGTTGTGAGGAAGGGGGTRDMGTTAATAGCKBYATCTCTTGACGTTAGCAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTCATTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCAT 
TTGAAACTGGTGAACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTG 
GACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAG 
CCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGCCAGCGGAGACGCAGGTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTG 
CCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCAAGCCA 
GCGATGGTRAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTTCGGGGAGGACGCTCACCACTTTG 
TGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCT 
CAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACATTTCTAGCTTGCTAGAAGATGACGAGTGGCGGACGGGTGAGTAATACTTAGGAAT 
ATGCCTTTGTGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAACGTCTTCGGACCAAAGGGGGCTTCGGCTCCCGCGCAAAGAGTAGCCTAAGCGAG 
ATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAA 
AGGTTGATGGTTAATACCCATCAGCTGTGACGTTAGCAACAGAAGAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCG 
GAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTCAAGCTAGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCATTTAGAACTGGCAGGCTAGAGTTTTGG 
AGAGGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACTCCCTGGTCAGTAACTGACGCTCATGTGCGAA 
AGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGCTGTCTACTAGCTGTTTGTGGATTTAATCCGTGAGTAGCGAAGCTAACGCGATA 
AGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGA 
ACCTTACCTACTCTTGACATACTAGAAACTTTTCAGAGATGAATTGGTGCCTTCGGGAATCTAGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCAGCCTTAAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 
CGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGAAGCAAACTTGCGAGAGTAAGCGGATCCCTTAAAGCTC 
GTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGCTAGTTTAACCTTCGGGAGGACGGTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAA 
GGTAACCCTAGGGGAACCTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTA 
ATACATGCAAGTCGAGCGCGGGAAGCGAGTGGATCCCTTCGGGGTGAAGCTCGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGAC 
CGGAATAACCCCGGGAAACCGGGGCTAATGCCGGGTAATACTTTTCTTCGCATGAAGGAAAGTTGAAAGATGGCTTCTTGCTATCACTTACAGATGGGCCCGCGG 
CGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGGATCGTAAAGTTCTGTTGTTAGGGAA 
GAACAAGTACCGTGCGAATAGAGCGGTACCTTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGGA 
GGACAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTTTCTGACGCTGAGGTG 


CGAAAGCGTGGGTAGCAAACAGGATTATATACCCTGGTAGTCCACGCCGTAAACGATGACTGCTAGGTGTTAGGGGGCTTCCACCCCTTAGTGCTGAAGTTAACG 
CATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAGGTCTTGACATCCTTGGACATCCCTAGAGATAGGGCTTTCCCTTCGGGGACCAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGC 
GGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAAGCCGCGAGGTGTAGCAAATCCCATAA 
AACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCGAAGGTGGGGCCAATGATTGGGGTGAAGTCG 
TAACAAGGTAGCCGTATCGGAAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCAGGCCTAACACATG 
CAAGTCGAACGCTGTAGCAATACAGAGTGGCAGACGGGTGAGTAACGCGTGGGAACATGCCCTTCGGTTCGGAATAACTCAGGGAAACTTGAGCTAATACCGGAT 
ACGCCCTTAGGGGGAAAGATTTATTGCCGAAGGATTGGCCCGCGTCCGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCGGTAGCTGGTCTGAG 
AGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCG 
TGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCGCCAGGGACGATAATGACGGTACCTGGATAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAAT 
ACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCTTTG 
ATACTGGAGGTCTCGAGTCCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCC 
CGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCCAGCCGTTGGGGAGCTTGCTCTT 
CAGTGGCGCAGCTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGAAGCAACGCGCAGAACCTTACCAGCTTTTGACATGCCCGGTATGATCGCCAGAGATGGCTTTCTTCCCGCAAGGGGCCGGTGCACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCATTTAGTTGGGCACTCTAGGGGGACTGCCG 
GTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGACGCGAAAGGGC 
GACCTGGAGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCAGATCAGCACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGTTTCGCCAACCGCAAGGAGGCAGGCGACCACGGTAGGGTC 
AGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCGTGCCTAACACATGCAAGTGGAGCGACGAACCA 
GGCTTCGGCCTGGGGCAAAGCCGCGAACGGGTGAGTAACACGTGGGTGACCTACCCCGAAGACCGGGATAACCCGAGGAAACTCGGGCTAATACCGGATGTGCTC 
CGTCTGCTGCGGCAGGCGGTGGAAAGGTAGCTTCGGCTTCCGCTTCGGGATGGGCCCGCGGCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGAT 
GGGTAGCTGGTCTGAGAGGATGGCCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGCGCGAAAGCGTG 
ACCCAGCGACGCCGCGTGGGGGAAGAAGGCCTTCGGGTCGTAAACCCCTTTCAGGAGGGACGAAGCCCGGTCCGTGAATAGCGGTCCCGGGTGACGGTACCTCCA 
GAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGCCCGGAATCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGTAAGT 
CCGCTGTGAAAGCCCGGGGCTCAACCCCGGGAGGCCGGCGGATACTGTCGGGCTAGAGTCCGGAAGAGGCGGGTGGAATTCCCGGTGTAGCGGTGAAATGCGCAG 
ATATCGGGAGGAACACCGATGGCGAAGGCAGCCCGCTGGGACGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGGGCACTAGGTGTGGGGGGTAGCCGACTCCCTCCGTGCCGAAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTGACATGCAGGTGACAGCCAGGGAA 
ACCTGGTCTCCCTTCGGGGCACCTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCCA 
TGTTGCCAGCGGAGGCTACGTGCCTGCCGGTGACTCATGGGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGCCC 
AGGGCTACACACGTGCTACAGTGGCCGGTACAACGGGCTGCGAACCCGCAAGGGGGAGCGAATCCCTAAAAGCCGGTCTAGGTTCGGATTGGGGGCTGCAACTCG 
CCCCCATGAAGGCGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGCGGGCAAC 
ACCCGAAGCCGGTGACCCAACCCCGCAAGGGGAGGGAGCCGTCGAAGGTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCC 
TGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGCTCCTTCGGGAGNGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAAC 
CTGCCTCATAGAGGGGAATAGCCTTTCGAAAGGAAGATTAATACCGCATAAGATTGTAGTGCCGCATGGCATAGCAATTAAAGGAGTAATCCGCTATGAGATGGA 
CCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTCTT 
CAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTA 
AAGGGAGCGTAGGTGGATATTTAAGTGGGATGTGAAATACTCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGTAGAAT 
TCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGG 
GAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTT 
GACATCTCCTGAATTACCCTTAATCGGGGAAGCCCTTCGGGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCTGGTACAGAGAGATGCTAAACCGCGAGGTGGAGCCAAACTTTAAAACCAGTCTCAGTTCGGATTGTA 
GGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGA 
GAGTTGGCAATACCCAAAGTTCGTGAGC TAACGCGCAAGCGNGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAA 
CCTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAA 
GTCGAGCGAATGAGGGTAGCTTGCTACNTGATTTANCGGCGGACNGGTGAGTAATGTATAGGGAGCTGCCCGATAGAGGGGGATACCAGTTGGAAANGACTGTTA 
ATACCGCATAATGTCTACGGACCAAAGTGTNGGACCTTCGGGCCACATACTATNGGATGCNCCTATATGGNATTAGNTANTTGGTGGGGTAATGGCTCACCAAGN 
CNACNATCCCTAGCTGGTTTNAGAGNATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCNTACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGC 
AAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGGGTATGTGTTAATAGCGCATATTCTTGACGTT 
ACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGTTT 
GTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCAAAACTGGCAAACTAGAGTATGTGAGAGGGGGGTAGAATTCCAAGTGTAGCGGTGAAA 
TGCGTAGAGATTTGGAGGAATACCAGTGGCGAAGGCGGCCCCCTGGCACAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCTACTAGCTGTTCGTGGTCTTGTACCGTGAGTAGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTACTCTTGACATCTACGGAAGAACGC 
AGAGATGTGTTTGTGCCTTCGGGAACCGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
ATCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAG 
GGCTACACACGTGCTACAATGGTATGTACAGAGGGAGGCAAGCTGGCGACAGTGAGCGGATCTCTTAAAGCATATCGTAGTCCGGATCGCAGTCTGCAACTCGAC 
TGCGTGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAA 
AGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGGAAAGGCCCTGCTTTTGTGGGGTGCTCGAGTGGCGAACGGGTGAGTA 
ACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATAGGACTGCGCTGTGGGTGGTGTGGTGGAAAGCTTTTTGCGGTA 
TGGGATGAGCTCGCGGCCTATCAGTTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGATCGGCCACATTGGGACTGAGAT 
ACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCGACTATGACGAAGCCTTTTTGGTGACGGTAGTGGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTC 
CGGATTTACTGGGCGTAAAGGGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTTCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGC 
TGTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCAGTTACTGACGCTGAGGAGC 
GAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTCAACGGTGGGCGCTAGGTGTGGGGATCTTCCACGGTCCCTGTGCCGTAGCTAACGT 


TTTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCG 
AAGAACCTTACCTGGGTTTGATATACATCAGATCGGGCCAGAGATGGTCTTTCCCTTTGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTGTGTTGCCAGCATTTGGTTGGGGACTCACGAGAGACTGCCGGGGTGAACTCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAGTAGGTTGCGATACCGTGAGGTGGAGCTAATCCTCGTGAA 
AGCCGGTCGTAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAGTGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCACGGCCTAACCTTGTTGTAAGGGGGGAGTGGTCGAAGGTGGGATCGGCGATTGGGACGA 
AGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCACGCCTAACA 
CATGCAAGTCGAGCGAGACCTTCGGGTCTAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTACCTTTTGCTTCGGAATAGCCTCGGGAAACTGGGAGTAATACC 
GAATGTGCCCTTTGGGGGAAAGATTTATCGGCAAAAGATCGGCCCGCGTCTGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTGCGATCAGTAGCTGGTT 
TGAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCGATGC 
CGCGTGAGTGACGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTAGAAAGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCC 
TCCAAAACTACTAGTCTAGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACT 
GGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCAGGGGGCTTGC 
CCTTTGGTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTCTGACCGCCTAGGAGACTAGGTTTTATCGTAAGATACAGAGTGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCATCATTTAGTTGGGCACTCTAGGGAAACTGCC 
CGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGC TACACACGTGCTACAATGGCATCTACAGTGAGTTAATCTCCAAA 
AGATGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGGCCGTGCGCTAACCCTTACGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGAAGTCG 
TAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAACACATGC 
AAGTCGAGGGGTAGTAAGTGCTTGCATTTATGAGACCGGCGCACGGGTGCGTAACGCGTATACAATCTACCTTGTTCAAAGGGATAGCCCAGAGAAATTTGGATT 
AATACCTTATAGTATTATAAGATGGCATCATTTAATAATTAAAGATTTATCGGAACAAGATGAGTATGCGTCCCATTAGCTAGTTGGTATGGTAACGGCATACCA 
AGGCAATGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGG 
CGCAAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGTCCTATGGATTGTAAACTGCTTTTATACAGGAAGAAACACCTCTACGTGTAGAGACTTGACGGTAC 
TGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGATTTA 
TAAGTCAGTGGTGAAATCTCCCAGCTCAACTGGGAAACTGCCATTGATACTGTAGGTCTTGAATTATTAGGAAGTAACTAGAATATGTAGTGTAGCGGTGAAATG 
CTTAGATATTACATGGAATACCAATTGCGAAGGCAGGTTACTACTAATACATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGGATACTAGCTGTTCGGAGCAATCTGAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGAACGCAAGTTTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGTTTGACCGGTTTGGAAAC 
AGATCTTTCGCAAGACAAATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTT 
GCCAGCGAGTCATGTCGGGAACTCTAACGAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCCACACAC 
GTGCTACAATGGACGGTACAGAGAGCAGCTACTAGGCGACTAGATGCGAATCTTCAAAACCGTTCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCT 
GGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGT 
GACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGGACGGGATTCAGGGAGTAGCTTGCTACGAACTGATGAGAGTGG 
CGCACGGGTGCGTAACGCGTGAGCAACCTACCCATATCAGGGGGATAGCCTCTCGAAAGAGAGATTAACACCGCATAACATCATTTACCGGCATCGGTTAATGAT 
CAAATATTTATAGGATATGGATGGGCTCGCGTGACATTAGCTAGTTGGAGGGGTAACGGCCCACCAAGGCTACGATGTCTAGGGGCTCTGAGAGGAGAATCCCCC 
ACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGAGGGAACTCTGAACCAGCCATGCCGCGTGCAGGATGACTG 
CCCTATGGGTTGTAAACTGCTTTTGTCAGGGAATAAACCTTTCTACGTGTAGGAAGCTGAATGTACCTGAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTCCTATAAGTCAGTGGTGAAAGACGGCAGCTTAACTGTCGCAGT 
GCCTTTGATACTGTAGGACTTGAATCTATTTGAAGTGGGCGGAATAAGACAAGTAGCGGTGAAATGCATAGATATGTCTTAGAACTCCGATTGCGAAGGCAGCTC 
ACTAAGTTAGTATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGATAACTCGATGTTTGCGATAC 
ACAGTAAGCGTCCAAGCGAAAGCGTTAAGTTATCCACCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAGCAT 
GTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAAAGTTAGTGAATGATCCAGAGACGGATCAGTCCTTCGGGACACGAAACTAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCATGTAATGATGGGGACTCTAAACAGACTGC 
CAGCGTAAGCTGTGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTCCGGGGCTACACACGTGCTACAATGGATGGTACAGCGGGCAGCTACATAG 
CAATATGATGCTAATCTCTAAAAGCCATTCACAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTTGGATTCGCTAGTAATCGCGTATCAGCAATGACGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGTTGGGGGTACCTAAAGCATGTAACCGCAAGGAGCGTGTTAGGGTAAAACCGATAAT 
TGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCAGGATGAACG 
CTAGCGGCAGGCCTAATACATGCAAGTCGAACGATATTATCCAGCTTGCTGGATAAGAAAGTGGCGCACGGGTGCGTAACGCGTATGCAACCTACCTTAATCAGG 
GGGATAGCCCGAAGAAATTCGGATTAAGACCGCATAAAAACACAGGATAGCATTATCCAATGTTCAAATATTTATAGGATTAAGATGGGCATGCGTGACATTAGT 
TAGTTGGCGGGGTAACGGCCCACCAAGACCACGATGTCTAGGGGATCTGAGAGGATGACCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCA 
GCAGTAAGGAATATTGGTCAATGGAGGGAACTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCCCTCTGGGTTGTAAACTGCTTTTATTCGGGAATAAACCTA 
CTTACGTGTAAGTAGCTGAATGTACCGAAGGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGG 
TTTAAAGGGTGCGTAGGCGGCTTTTTAAGTCAGGGGTGAAAGACGGTAGCTCAACTATCGCAGTGCCCTTGATACTGAAGAGCTTGAATGAACTAGAGGTAGGCG 
GAATGTGACAAGTAGCGGTGAAATGCATAGATATGTCACAGAACACCGATTGCGAAGGCAGCTTACTATGGTTTAATTGACGCTGAGGCACGAAAGCGTGGGGAT 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATACTCGCTGTTAGCGATACACAGTTAGCGGCTAAGCGAAAGCGTTAAGTATTCCACCTGG 
GGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCT 
TGAAAGTTAGTGAATCATTTAGAGATAGATGAGTCCGCAAGGACACGAAACTAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTCATGGTGGGGACTCTAAACAGACTGCCTGTGCAAACAGAGAGGAAGGAGGGGACGACGTCAAGTCAT 
CATGGCCCTTACGTCCGGGGCTACACACGTGCTACAATGGGTGGTACAGAGGGCAGCAAGCTGGCAACAGCAAGCCAATCTCCAAAAGCCATTCACAGTTCGGAT 
AGAGGTCTGCAACTCGACCTCTTGAAGTTGGATTCGCTAGTAATCGCATATCAGCAATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGC 
CATGGAAGTTGGGGGTACCTAAAGTATGTAACCGCAAGGAGCGTCCTAGGGTAAAACCGATAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCG 
GCTGGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGT 
CGAACGGGATTGTTTAAAGCTTGCTTTAGGCTGATGAGAGTGGCGAACGGGTGCGTAACGCGTATGCAACCTACCTATCACAGGGGGATAGCCCGGCGAAAGTCG 
GATTAACACCGCATGACATCATGATATGGCATCATATTATGATCAAATCTGAGGAGGTGATAGATGGGCATGCGTGCCATTAGCTAGTTGGCGGGGTAACGGCCC 
ACCAAGGCGACGATGGCTAGGGGATCTGAGAGGATTGCCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGTCAA 
TGGAGGGAACTCTGAACCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTGTTAGGGAATAAACCTTCTTACGAGTAGGAAGCTGAAT 
GTACCTAAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGC 
TGGATAAGTCAGGGGTGAAAGACGGCAGCTCAACTGTCGCAGTGCCCTTGATACTGTTTGGCTTGAATATAGTTGAGGTAGGCGGAATGTGACAAGTAGCGGTGA 
AATGCATAGATATGTCACAGAACACCGATTGCGAAGGCAGCTTGCTAAGCTATAATTGACGCTGAGGCTCGAAAGCGTGGTTATCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCCTAAACGATGATGACTCGATGTTAGCGATATACCGTTAGCGTCCAAGCGAAAGCGTTAAGTCATCCACCTGGGGAGTACGTCCGCAAGGGTGA 


AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAAAGTTACTGAATGATTTA 
GAGATAGATCAGTCCTTCGGGACAGGAAACTAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATG 
TTTAGTTGCCAGCATTTAAGGTGGGGACTCTAAACAGACTGCCTGCGCAAGCAGTGAGGAAGGATGGGACGACGTCGAGTCATCATGGCCCTTACGTCCGGGGCT 
ACACACGTGCTACAATGGTCGGTACAGAGGGCTGCTACCTGGCAACAGGATGCCAATCTCAAAAAGCCGATCACAGTTCGGATCGGAGCCTGCAACTCGGCTCCG 
TGAAGTTGGATTCGCTAGTAATCGCGTATCAGCAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAATTGGGGGTGCCTAA 
AGTCCGTAACCGCAAGGAGCGGCCTAGGGTAAAACCGATAACTGGGGCTAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNTGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGATACTCTTTAGCTTGCTAGAGAGGAAAGTGGCGCACGGGTG 
CGTAACGCGTATGCAACCTACCTTAATCAGGGGGATAGCCCGAAGAAATTCGGATTAACACCGCATAAAATCACAGTACAGCATTGTACAATGATCAAATATTTA 
TAGGATTAAGATGGGCATGCGTGACATTAGTTAGTTGGCGGGGTAACGGCCCACCAAGACCACGATGTCTAGGGGATCTGAGAGGATGACCCCCCACACTGGTAC 
TGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGAGGCAACTCTGAACCAGCCATGCCGCGTGCAGGAAGACAGCCCTCTGGGT 
CGTAAACTGCTTTTATTCGGGAATAAACCTATCTACGTGTAGATAGCTGAATGTACCGAAGGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTTTTTAAGTCAGGGGTGAAAGACGGTGGCTCAACCATCGCAGTGCCCTTGATA 
CTGAAGAGCTTGAATGAACTAGAGGTAGGCGGAATGTGACAAGTAGCGGTGAAATGCATAGATATGTCACAGAACACCGATTGCGAAGGCAGCTTACTATGGTTA 
TATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATACTCGCTGTTAGCGATACACAGTTAGCG 
GCTAAGCGAAAGCGTTAAGTATTCCACCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAGCATGTGGTTTAAT 
TCGATGATACGCGAGGAACCTTACCCGGGCTTGAAAGTTAGTGAATCATTTAGAGATAGATGAGTCCGCAAGGACACGAAACTAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTTATGGTGGGGACTCTAAACAGACTGCCTGTGCAAAC 
AGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGTCCGGGGCTACACACGTGCTACAATGGATGGTACAGAGGGCAGCAAGCTGGTAACAGCAAG 
CAAATCTCCAAAAGCCATTCACAGTTCGGATAGAGGTCTGCAACTCGACCTCTTGAAGTTGGATTCGCTAGTAATCGTATATCAGCAATGATACGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTTGGGGGTACCTAAAGTATGTAACCGCAAGGAGCGTCCTAGGGTAAAACCGATAACTGGGGCTAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGG 
CTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCGATTCGATTTACCTTCGGGTATTGAGGATGGCGGACGGGTGAGTAACGCGTAAGGAACTTGCCT 
CTTGGTCTGGGACAACTGTTGGAAACGACAGCTAATACCGGATATTATGAGATTCTCGCATGGGAAACTTATGAAAGCTATATGCGCCAAGAGAGAGCCTTGCGT 
TCCATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCGACGATGGATAGCCGGCCTGAGAGGGTGAACGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCCACAAGCCTGATCCAGCAATTCTGTGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTTTCAGTTGGGA 
AGAAGAAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAG 
CGCGTCTAGGCGGAAAAATAAGTCTGATGTTAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTTTTTCTAGAGTACTGGAGAGGTGGGCGGAACTACA 
AGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGAGAAGTCAGCTCACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCACTAGGTGTTGGGGGTCGAACCTCAGCGCCCAAGCTAACGCGATAAGTGATCCGCCTGGGGAGTACG 
CACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGAAACCTTACCAGCGTTTGACATCC 
TAAGAAGTTTCCAGAGATGGATTCGTGCCGGCTTGCCGGAACTTAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTATTGTATGTTGCTACCATTAAGTTGAGCACTCATGCGATACTGCCTGCGATGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
CCCCTTATACGCTGGGCTACACACGTGCTACAATGGGCAGTACAGAGAGTTGCCAACCCGCGAGGGTGAGCTAATCTCTTAAAGCTGTTCTTAGTTCGGATTGTA 
CTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCATGTTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGA 
GAGTTGGTTGCACCTGAAGTAGCAGGCCTAACCGTAAGGAGGGATGTTCCTAAGGTGTGATTAGCGATTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGGTAGCTTGCTACCAGGCGTC 
GAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAATACCGCATACGACCTACGGGAGAAAGGGGGCA 
ACTTGTTGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGC 
CACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAG 
GCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGAAGACTCCGTGGTTAATACCCACGGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAG 
CAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGAGCGTAGGTGGCTCGATAAGTCAGATGTGAAATCCCCGGGCTCAACCTG 
GGAACTGCATCTGATACTGTTGAGCTAGAGTATGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGG 
CAGCCTTCTGGCATAATACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGG 
GTCCCTTGAGGACTTAGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCT 
AAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGG 
CAGCTACACAGCGATGTGATGCGAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCA 
GAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGATAGCCTAACCTTCGGGAAGGCGTTCA 
CCACGGTGTGGTTGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGATAGCTTGCTATCAGGCGTCGAGCGGCGGACGGGTGAGTAATACTTAGGAATCT 
ACCTAGTAGTGGGGGATAGCACGGGGAAACTCGTATTAATACCGCATACGACCTACGGGAGAAAGGGGGCAGTTTACTGCTCTCGCTATTAGATGAGCCTAAGTC 
GGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAG 
AAGACTCCGTGGTTAATACCCACGGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAAT 
CGGAATTACTGGGCGTAAAGGGAGCGTAGGTGGCTCTATAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGAAACTGTAGAGCTAGAGTATG 
TGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCTTCTGGCATAATACTGACACTGAGGCTCG 
AAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAA 
TAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAA 
GAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCG 
GGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAAA 
GCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGATAGCTTAACCTTCGGGGAGGCGTTCACCACGGTGTGGTTGATGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCCTTACACATGCAAGTCGAACGGCAGCACGG 
ACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGACCGTGCCTAGTAGTGGGGGATAACTACTCGAAAGAGTGGCTAATACCGCATGAGATCTA 
CGGATGAAAGCAGGGGATCGCAAGACCTTGTGCTACTAGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCAACGATCTGTAGCTGG 
TCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAAT 
GCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGCTTCGGGTTAATACCCTGGAGTCATGACGGTACCGTAAGAATAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGAGGTGAA 
ATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAAGGCTAGAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAG 
GAACACCGATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG 
ATGTCAACTGGTTGTTGGGTCTTCATTGACTCAGTAACGAAAGCTAACGCGTGAAGTTGACCGGCCTGGGGAGTACCGGCGCAAGGGTTGAAACCTCAAAGGAAT 


TGACGGGGACCCCCGCACAAGCGGTGGATGATGTGGTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGGCAGGAATCCTTTAGAGATAGAGGAG 
TGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTG 
CTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACA 
ATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCG 
CTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGG 
CTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCC 
CTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGATCATGGCCTGCATGGGTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGC 
CTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGACG 
AAGCGCAAGTGACGGTACCTATAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAG 
AGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTG 
ACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTGATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCA 
TGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATC 
GGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTC 
ATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGA 
ACGGAAAGGCTCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCG 
AATACACCCTGCTGGTCGCATGGCCTGGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCG 
ACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCAGTATCGACGAAGCCGTAAGGTGACGGTAGGTACAGAAGAAGCACCGG 
CCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAAC 
TCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAA 
CACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTG 
GGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCT 
TGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGT 
GATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGC 
TAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAAC 
CCTTGTGGGAGGGTGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCCTTCGGGGGGTACTCGAGTGGCG 
AACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATACACCCTTTTGGTCGCATGGCCGTTAGGGGA 
AAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCAC 
ACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCC 
TTCGGGTTGTAAACCTCTTTCGCTCACGACGAAGGGTGACTGACGGTAGTGAGAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTC 
CGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAG 
ACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGAC 
GCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTCTTTCCTAAGGATCCGTGCCG 
TAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCTGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTGATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGA 
ATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGTCCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCGTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGAT 
TGGGACGAAGTCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGC 
AAGTCGAACGGAAAGGCCCTTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCT 
AATACCGAATACACCCTGCTGGTCGCATGGCCTGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACC 
AAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGACGAAGCGCAAGTGACGGTAGGTACAGAAGAAGCA 
CCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGA 
AAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGA 
GGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTT 
CCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGC 
GGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTA 
CAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAG 
TCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCC 
TAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCGTGCCTAACACATGCAAGTCGAACGGAGAATTTACGCTGATGAAGCTTCGGCAGATTCTTGTAAAATC 
TTAGTGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCTCATACTGGGGGATAACAGCTGGAAACGACTGTTAATACCGCATAAGCGCACAGTATCGCATGATA 
CAGTGTGAAAAACTCCGGTGGTATGAGATGGGCCCGCGTCAGATTAGCCAGTTGGCAGGGTAACGGCCTACCAAAGCGACGATCTGTAGCCGGCCTGAGAGGGCG 
GACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTG 
AAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGACTCGTAAGAGAGATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGTGATGCAAGTCTGAAGTGAAACCCCACGGCTCAACCGTGGGCTT 
GCTTTGGAAACTGTATGACTAGAGTACTGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTT 
ACTGGACAGCAACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGAATACTAGGTGTTGGGTGCCA 
TAGGCATTCAGTGCCGTCGCTAACGCAGTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGATCTTGAGATCCAGATGAATACAGGGTAATGCCTGTAGCTCTTCGGAGCATCTGAGACAGGTGGT 


GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTCAAGTCCCGCAACGAGCGCAACCCTTGTCCTAGTAGCCAGCAGTAAGATGGGAACTCTATGGAGACT 
GCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCCACACACGTGCTACAATGTCGTAACAAAGGGACGCGATCCC 
GCGAGGGTGAGCAAATCTCAAAAATAACGACCCAGTTCGGACTGTAGGCTGCAACCCGCCTGCACGAAGCTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCG 
GTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCGGAAATGCCCGAAGCCGGTGACTTAACCGTAAGGAGAGAGCCGTCGAAGGCAGG 
TCTGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACATGCATGTCGAACGA 
AGCAATTTCTTACGATCCCTTCGGGGTGACGAGTTATTGACTCGAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTTGGTACAGGGGGGACAACAGTTG 
GAAACGACTGCTAATACGCATAAGCGCACAGCATCGCATGATGCAGTGTGAAAAGTTTTTTCGGTACAAGATGGACCCGCGTCTGATTAGCTAGTTGGTGAGGTA 
ACGGCCCACCAAGGCTACGATCAGTAGCCGACCTGAAAGGGTGACCCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTCCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGAGTA 
AGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTCGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTTTACAAGTCTGATG 
TGAAAGCCCGGGGCTCAACTCCGGTATTGCATTGGAAACTGTAGAACTAGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTA 
GGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAATACTAGGTGTTGGCTTCCATAGGGAGTCGGTGCCGCAGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAA 
TTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTCTTGACAAAGNATGTAATGTNCTC 
TTTCTTCGGGACANGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGAGAGAAGTTGGGTCAAGTCCCGCACGAGCGCANCCCTTGTCCTTAGTAGCCA 
GCAATTCGGTTGGGCACTCTAGGGAGACTGCCCGGGTGAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCT 
ACAATGGCGTAAACAAAGGGAAGCAATCGGGTGACNGTGAGCAAATCTCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAA 
TCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGAATGCCCGAAGTCTGTGACCC 
AACCGTAAGGAGGGAGCAGCCGAAGGCAGGCTCGATAACTGGGGTGAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCGGTGCTTGCACCGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACC 
TGCCCTCTTCTTTGGGATAACGGTCGGAAACGGCTGCTAATACTGGATATTCACTTGCCTTCGCATGGGGGTGGGTGGAAAGGTTTTTTCTGGTGGGGGATGGGC 
TCGCGGCCCATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACCGGTCACATTGGGACTGAGATACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGTAGGCCTTCGGGTTGTGAACCTCTTTCGCT 
CATGGTCAAGGCCCGGCTTTGGGTTGGGTTGAGGGTAGTGGGTAAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTC 
CGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTGATCGCGTCTGTCGTGAAATTTTCTGGCTTAACTGGGAACTTGCGGTGGGTACGGGTTGACTTGAGTGCG 
GTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGAGTCTCTGGGCCGTTACTGACGCTGAGGAGCG 
AAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCACCCGTGGTTTCTGCGCCGTAGCTAACGCT 
TTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGA 
AGAACCTTACCAAGGCTTGACATACGCCCAGAGCTCCTAGAGATAGGGGTGCATTTGGTTGGGGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCACGTTGTGGTGGGGACTCGTGGGGGACTGCCGGGGTTAACTCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATGTCGTGAGACGGAGCGAATCCCTTAAA 
GCTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACGTCACGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCTAACCGTTTGGGGGGAGTGGTCGAAGGTGGGATTGGCGATTGGGACGAA 
GTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCCTAACACATGCAAGTCG 
AGCGGAAACGAAGGTAGCTTGCTACCAGGCGTCGAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTACCGAGTAGTGGGGGATAGCCATTGGAAACGATGATTA 
ATACCGCATATATCCTACGGGGGAAAGCAGGGGACCTTCGGGCCTTGCGCTATTCGATGAGCCTGAGTGAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGG 
CGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGA 
AAGTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTCAGTAAGTAATATTTGCTGGCTGTGACGTT 
ACTCGCAGAAGAAGCACCGGCTAATTTAGTGCCAGCAGCCGCGGTAATACTAAAGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTT 
GTTAAGTTGGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTCAAAACTGACTCACTAGAGTACGAGAGAGGTTAGTGGAATTTCCTGTGTAGCGGTGAAA 
TGCGTAGAGATGGGAAGGAACACCAGTGGCGAAGGCGACTGACTGGCTCGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGT 
AGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGAGGACTTGATCCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTA 
AAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGTGAACTTTTG 
AGAGATCAATTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTT 
GTCCTTAGTTACCATCATTAAGTTGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGG 
CTACACACGTGCTACAATGGCATGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAGCATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTC 
CATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAG 
AAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCAGGAGTATTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGACGAA 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCGGTGCTTGCACCGTTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCTTCT 
TTGGGATAACGGTCTGAAAGGGCTGCTAATACTGAATATTCACATGTCTTCGCATGGGGGTGTGTGGAAAGAGATGCTTTTGGGTGTTTTTGGTGGGGGATGGGC 
TCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCTTTGACGGGTAACCGGCCTGAGAGGGTGACCGGTCACATTGGGACTGAGATACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGTAGGCCTTCGGGTTGTGAACCTCTTTCGCT 
CATGGTCAAGCCGCAGTTTTGGGTTGTGGTGAGGGTAGTGGGTAAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTC 
CGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTGGTCGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGCTTGAGTGCG 
GTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCG 
AAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCACCCGTGGTTTCTGCGCCGTAGCTAACGCT 
TTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGA 
AGAACCTTACCAAGGCTTGACATGCGCCCTGACGCTGCAGAGATGTGGTGGCATTTGGTTGGGGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAAGCGCAACCCTTGCCCTATGTTGCCAGCACGTTGTGGTGGGGACTCGTGGGGGACTGCCGGGGTTAACTCGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATGTCGTAAGGCGGAGCGAATCCCTTAA 
AGCTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTG 
TACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCTAACCGGTTTGTCCGGGGGGAGTGGTCGAAGGTGGGATTGGCGATTGGGACGA 
AGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGAG 
CAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCCGACAC 
CGGGATAAGCCGTGGAAACGCCGTCTAATACCGGATACGACGCGCCCCCGCATGGGGTGCGCGTGGAAAGTTTCACTCCGGTTGGGGATGGGCTCGCGGCCTATC 
AGCTTGTTGGTGGGGTGAAGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAG 
GCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACTCACGCAGGC 
CCCGGGTTCTCCCGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTG 
GGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACCCCGGTTTTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGG 
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGCTTTCCACGGTTCCCGTGCCGCAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACC 
AAGGTTTGACATCACCGGTAATCCATCAGAGATGGTGGGTCCTTCGGGGATCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 


AGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGTGGGCGTGCGATGCCGTGAGGCGGAGCGAATCCCTAAAAGCCGGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACGTCATGAAAGTCGGCAACACCCGAAACTTGCGGCCCAACCCCTTATGGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGG 
TAGCCGTACCGGAAGGTGCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTA 
ATACATGCAAGTCGAACGGTAACAGTAAGATAGCTTGCTATCTTAGCTGACGAGTGGCGGACGGGTGAGTAAAGTCTGGGAAACTGCCTGATAGAGGGGGACAAC 
AGCTGGAAACGGCTGCTAATACCGCATACACCCTGAGGGGGAAAGGAGCAATCCGCTATCAGATGTGCCCAGATGGGATTAGCTAGTAGGTGTGGTAAGGGCGCA 
CCTAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCACAAT 
GGGGGGAACCCTGATGCAGCCATGCCCGCTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGGGAGGAAATCGCAAGAGTGACGTTACCCACAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGTAGGCGGATAGTCAAGTAAGG 
TGTGAAAGCCCCGGGCTCAACCTGGGAACTGCACTTTAAACTAACTATCTAGAGTATTGCAGAGGGAAATGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATAT 
CTGGAAGAACACCAGAGGCGAAGGCGATCTCCTGGGCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGTCGATTAGAAGCTTGAGCGATAGTTTGGGTTTCGTAGCTAACGCGCTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGACCTTGACATCGTAGGAATGAATAAGAGATTATTCAGT 
GCCTTCGGGAGCCTATAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTTGTTGCCA 
GCGGGTAAAGCCGGGAACTCAAAGGAGACTGCCAGTGACAAACTGGAGGAAGGCAGGGATGACGTCAAGTCATCATGGCCCTTACGGTCAGGGCTACACACGTGC 
TACAATGGGGCGTACAGAGGGAGACGAAACCGCGAGGTGGAGTGGAGCCCACAAAGCGTCCCGCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTCCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGAATTGCACCAGAAGTAGTTAGCC 
TAACCGCAAGGAGGGCGATTACCACGGTGTGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAACCATAGGGGAACCTGTGGCTGGATCACCTCCTNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACA 
CGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATATGACCTGTCACCTCATGGTGG 
CGGGTGGAAAGTTTTGTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGA 
TGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCCACGTTCTCGTGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCG 
GTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGGTTTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGG 
ACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACCTGTAGAGATACAGGGTCATTTAGTTGGTGGGTGACAG 
GTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTATGTTGCCAGCACGTTATGGTGGGGACTCAT 
AGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAATGGGC 
GTGCGATACCGTAAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCA 
GCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGCCTAACCCTTCGGGGAGGGAAT 
GAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTGGAACGCAAGGGAACACACCGTGCTTGCACATCGTGTTTTCTTGAGTCGCGAACGGGTGAGTAA 
CGCGTAGGTAACCTGCCTATTAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAGAGAGTTTAACACATGTTAGACGCTTGAAAGATGCAAGAGCA 
TCACTAGTAGATGGACCTGCGTTGTATTAGCTAGTAGGTAGGGTAAAGGCCTACCTAGGCGACGATACATAGCCGACCTGAGAGGGTGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATC 
GTAAAGCTCTGTTGTCAGAGACGAACGTGTGTGAGAGTGGAAAGT TCACACAGTGACGGTAACTGACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTGTAAGTCTGAAGTCAAAGGCAGTGGCTTAACCATTGTGTGCTTT 
GGAAACTGCAGGACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGG 
TCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGAGTGCTAGGTGTTAGGCCCTTTCCGG 
GGCTTAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGATGCCCGCTCTAGAGATAGAGTTTTACTTTTGTACATCGGTGACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTGAGTTGGGCACTCTAGCGAGACTGCC 
GGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGAGTCGCGAGCCGGT 
GACGGCAAGCTAATCTCTGAAAGCCGATCTCAGTTCGGATTGGAGGCTGCAACTCGCCTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCGTTAAGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCG 
GCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCCACCATTGCATGGTGTGTGGGT 
GGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGT 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACG 
GCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTCACGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGTTGTGAAAGCCCACGGCTTAACCGTGGGTCTGCATCCGATACGGG 
CAGACTAGAGGCAGGTAGGGGAGCATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTGCTCTGGGCCTGTACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGGGTCCGCG 
CCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAAT 
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCGGAAAACTCGCAGAGATGCGGGGTCCCTTTGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACCGCCGGGGTCAAC 
TCCGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTAAGGTGGAG 
CGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCTTGTGGGGGAGCGGTCGAAGGTGGGGCCGGCNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGGTGTTT 
ATTTCGGTAAACACCAAGTGGCGAACGGGTGAGTAACGCGTAAGCAATCTACCTTCAAGATGGGGACAACACTTCGAAAGGGGTGCTAATACCGAATGAATGAGA 
GATGACCGCATGGATATTTCTCTAAAGGAGGCCTCTGAAAATGCTTCCGCTTGAAGATGAGCTTGCGTCTGATTAGCTAGTTGGTGAGGGTAAAGGCCCACCAAG 
GCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCG 
AAAGCCTGACGGAGCAACGCCGCGTGAACGAAGAAGGTCTTAGGATCGTAAAGTTCTGTTGTTAGGGGCGAAGGGCAACATTTTGAATAAGGGTGTTGTTTGACG 
GTACTTAACGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGCAGGCGGG 
AAGTTAAGCGGACTTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGGTCCGAACTGACTTTCTTGAGTGCAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAA 
ATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCTAGGGTAGCGAACGGGATTAGATACCCCGG 
TAGTCCTAGCCGTAAACGATGGATACTAGGTGTGGGAGGTATCGACCCCTTCCGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTACGGCCGCAAGGT 
TGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGACTTGACATCGACTGACGTAG 
TTAGAGATAAGTATTTTTACTTCGGTAAACAGGAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 


CCCTATACTATGTTGCCAGCACGTAAAGGTGGGAACTCATAGTAGACTGCCGCGGACAACGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTACGT 
CTTGGGCTACACACGTACTACAATGGGATGAACAGAGGGAAGCGAAGTCGCGAGGCAGAGCGGAACCCTAAAAGCATCTCTCAGTTCGGATTGCAGGCTGAAACT 
CGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCATTCA 
CACCCGAAGCCGGCTAAGGGCCGAAAGGAACCGACCGTCGAAGGTGGGGGCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGCTTCGGCCTTAGTGGCGGACG 
GGTGAGTAACGCGTAGGAATCTATCCACGGGTGGGGGATAACTCCGGGAAACTGGAGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGA 
GGAGCCTGCGTTTGATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTT 
TCGGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGG 
CGTAAAGGGCGTGTAGGCGGTTTGTACAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTAATACGTGCAGACTAGAGTGTGAGAGAGGGTTGTG 
GAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTACTCAGTGTCGTAGCTAACGCGATAAGCACACCGCC 
TGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGG 
GCTTGTATGGGTAGGCTGTGTCCAGAGATGGGCATTTCCCGCAAGGGACCTACCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCA 
AGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGATGACAATGGGAAGCTAGATGGCGACATCGTGCTGATCTCAAAAAGTCGTCTCAGTT 
CGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGGGCGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAG 
GTTTCGGCCTTAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCATGGGTGGGGGATAACTCCGGGAAACTGGAGCTAATACCGCATGATACCTGAGGGTC 
AAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTTGATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATGATCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAG 
GTTTTCGGATTGTAAAGCACTTTCGGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCT 
AGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTAATACGTGCAGAC 
TAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGC 
TGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTACTCAGTGTCGTAG 
CTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGCAGAACCTTACCAGGGCTTGTATGGGTAGGCTGTGTCCAGAGATGGGCATTTCCCGCAAGGGACCTACCGCACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCG 
GAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGATGACAATGGGAAGCTAGATGGCGACATCGTGCTG 
ATCTCAAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGGGCGCAGCCGACCACGGTCGGGTCAGCGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCT 
AATACATGCAAGTCGAGCGGACTAATTGGAGCTTGCTCCAATTAGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTATAAGACTGGGATAACTTCG 
GGAAACCGGAGCTAATACCGGATGACAYAAAGGAACTCCTGTTCCTTTRTTGAAAGATGGCTTCGGCTATCACTTATAGATGGGCCCGCGGCGCATTAGCTAGTT 
GGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
AGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTGCTAGT 
TGAATAAGCTGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGG 
GCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAAAGT 
GGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGAAGTTAACGCATTAAGCACTCCG 
CCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCA 
GGTCTTGACATCCTCTGACAACCCTAGAGATAGGGCTTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAA 
ATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATAGTACAAAGGGTTGCAAGACCGCGAGGTGGAGCTAATCCCATAAAACTATTCTCAGTT 
CGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCACTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTAGGGGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCG 
TATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGT 
CGAGCGGTAACAGAGAGTAGCTTGCTACTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGACT 
GCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCG 
ACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTAC 
TGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGT 
TAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATG 
CGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGCTCTGTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAA 
CTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGA 
GATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATC 
CTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGC 
TACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCC 
ATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGA 
AGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATGGAAGC 
TTGCTTCCAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATGGGAATCTGCCCGATAGTGGGGGATAACTTGGGGAAACTCAAGCTAATACCGCATACGTCCTAC 
GGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATCGGATGAGCCCATGCCGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCGTAGCTGGT 
CTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATG 
CCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGAGGAAGAATGCCTTTGGGCTAATACCCTGAAGGAAAGACATCACTCACAGAAGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTAATCAGCCGGTTGTGAAA 
GCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTTAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGG 
AATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGA 
TGTCGACTAGCCGTTGGGATCCTAGCGATCTTTGTGGCGCAGTTAACGCAATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTGCGAATTTGGTAGAGATACCTTAGTGCCT 
TCGGGAACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCGA 


GTAATGTCGGGAACTCTAAGGAGACAGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACA 
ATGGCCGGTACAGAGGGTTGCTAAGCCGCGAGGTGGCGCTAATCCCAGAAAACCGGTCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCG 
CTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCTTAAC 
CTTCGGGAGAGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGAAAATAGCTTGCT 
ATTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAACATGCCAAAACGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATATCTTCGGAT 
CAAAGCAGGGGACCTTCGGGCCTTGCGCGTTTTGAGTGGCCCAAGTGGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCTAGCTGGTCTTA 
GAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGC 
GTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGGGGAGGAAAGGGTGTACGTTAATAGCATGCATCTGTGACGTTACCCACAGAAGAAGCACCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTAATTAAGTCAGATGTGAAAGCCC 
AGGGCTCAACCTTGGAACTGCATTTGAAACTGGTTAACTAGAGTTTTGTAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATA 
CCAGTGGCGAAGGCGGCCACCTGGACAAAGACTGACACTGAGGCGCGAAGGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCAGTAAACGATGTC 
TATTAGAAGTTTGTGGCTATATGCCGTGGGTTTCAAAGCTAACGCATTAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGAGAATCACCTAGAGATAGATGAGTGCCTTCGG 
GAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGAGTTA 
TGTCGGGAACTATAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGG 
CAGATACAAAGGGTTGCTAACCAGCGATGGTATGCGAATCTCATAAAGTCTGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAG 
TAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCTTT 
CGGGGATGGCGATGACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
TTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGGGTACTCGAGTGGCGAACGGGTGAGTAACAC 
GTGGGTGATCTGCCCTGGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACTGATTGCATGGTTGGTGGTGGAAAGCTTTTGCGGTTCAG 
GATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCGCTAGGGACGAAGCGTAAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAAT 
TACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATTCTGCAACTCAATTGCAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCACATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCG 
TGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCATTTCACGAGTTCCGTGCCGTAGCTAACGCATTAAG 
TACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAAC 
CTTACCTGGGTTTGACATACACCAGAAAGCCGTAGAGATACGGCCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATG 
ACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCGCGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCGCGT 
CTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAA 
GGTAGCCGTACCGGAAGGTGCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTAGTGGCGAACGGGTGAGTAACAC 
GTGAGTAACCTGCCCCTCACTTCGGGATAACCTCGGGAAATCGAGGCTAATACCGGATACGAGTTTCCGCCGCATGGTGGTTTCTGGAAAGTTTTTCGGTGAGGG 
ATGGACTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGYGACCGGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATT 
ATTGGGCGTAAAGAGCTTGTAGGTGGCTTGTCGCGTCTGCCGTGAAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGG 
AGACTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGACACTGAGAAGCGAAAGCAT 
GGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGT 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACC 
TTACCAAGGCTTGACATGCACTGGACGGCTGCAGAGATGTGGCTTTCTTTGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGAC 
GTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAAGCATGCTACAATGGTCGGTACAATGGGTTGCGAAGCTGTGAGGTGGAGCGAATCCCAAAAAGCCGGCCT 
CAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCCATCCTCGTGAGGGAGCTGTCGAAGGTGGGATCGGTGATTGGGACTAAGTCGTAACAAGGTA 
GCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
ATGATGGTGGTGCTTGCACCGCCTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCCTCTTCGGGATAACCTCGAGAAATCGAGGCTAATACC 
GGATATGAGTTTCCACCGCATGGTGGTTGCTGGAAAGTTTTTCGGTGGGGGATGGACTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATG 
ACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGCTTGTCGCGTCTGCCGTGAAAACCCGAG 
GCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCG 
ATGGCGAAGGCAGGTCTCTGGGCCATTACTGACACTGAGAAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCAC 
TAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACGGCTGCAGAGATGTGGCTTTCTTCGGAC 
TGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAGTGGC 
GGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAAGCATGCTACAATGGTCGG 
TACAATGGGTTGCGAAGCTGTGAGGTGGAGCGAATCCCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAAT 
CGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCCATCCTTGTGA 
GGGAGCTGTCGAAGGTGGGATCGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACGGTGGTGCTTGCACCGCCTGATTAGTGGCGAACGGGTGAGTAACACGTG 
AGTAACCTGCCCTCCACTTCGGGATAACCTCGGGAAATCGTGGCTAATACCGGATATGAGCACTCATCGCATGGTGGGTGTTGGAAAGATTTATCGGTGGGGGAT 
GGACTCGCGGCCTATCAGTTTGTTGGTGAGGTGATGGCTCACCAAGACGATGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTT 
CAGTAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGAGCTTGTAGGTGGCTTGTCGCGTCTGCCGTGAAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAG 
ACTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGACACTGAGAAGCGAAAGCATGG 
GTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTT 
ACCAAGGCTTGACATGCACTGGACGGCTGCAGAGATGTGGCTTTCTTTGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGT 


CAAATCATCATGCCCCTTATGTCTTGGGCTTCAAGCATGCTACAATGGTCGGTACAATGGGTTGCGAAACTGTGAGGTGGAGCGAATCCCAAAAAGCCGGCCTCA 
GTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCCATCCTCGTGAGGGAGCTGTCKAAGGTGGGATCGGTGATTGGGACTAAGGTCGTAACAAGGTAG 
CCGTACCGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGATAGCGGGGG 
ATAACTATTGGAAACGATAGCTAATACCGCATAACAGTATTTACTGCATGGTAGATACTTAAAAGGAGCAATTGCTTCACTATCAGATGGACATGCGTTGTATTA 
GCTAGTAGGTAGGGTAACGGCCTACCTAGGCTTCGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTT 
AGTGGGAGTGGAAAATCCATTAAGCTTGACGGTATCTTACCAGAAAGGGACCGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGG 
ATTTATTGGGCGTAAAGCGAGCGCAGGTGGTTAGATAAGTCTGAAGTAAAAGGCAGTGGCTCAACCATTGTATGCTTTGGAAACTGTTTAACTTGAGTGCAGAAG 
GGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACACTGAGGCTCGAAAG 
CGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATGTTAGGCCCTATCCGGGGCTTAGTGTCGAAGCTAACGCGATAA 
GCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAACGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTNACCAGGTCTTGACATCCCCTCTGACCGTCCTAGAGATAGGATTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTAACAAACCGGAGGAAGGTGGGGA 
TGACGTCAAATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGAGTCGCAAGTCGGTGACGACAAGCAAATCTCTTAAAGCCGATC 
TCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCACGAGAGTTTGTAACACCCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGATTGAACGC 
TGGCGGCATGCCTAACACATGCAAGTCGAGCGGTAACAGGCCCTTCGGGGTGCTGACGAGCGGCGGACGGGTGAGTAACGCGTGGGAATCTGCCCTTCGGTGGGG 
GATAGCCCGGGGAAACTCGGATTAATACCGCATACGCCCTACGGGGCAAAGTGGCCCTCTGATGTAAGGTCACGCCGAAGGATGAGCCCGCGTCCGATTAGCTAG 
TTGGTGGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGAAGGCAGCA 
GTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGCAGGGAGGAAAAGCTTACG 
GTTAATACCCGTGAGTCTTGACGTTACCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGCGCGTAGGCGGTTCGATAAGTCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATCCGATACTGTCGGGCTAGAGTCTGGTAGAGGGAAG 
TGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAAGACTGACGCTGAGGTGCGAAAGCGTGGGT 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATCAGAACTAGCCGTTGGGTTCATTTATGGACTTAGTGGCGCAGCTAACGCATTAAGTTCTCC 
GCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TGCCCTTGACATCCTCGGAACCTCTTGGAGACGAGAGGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGGCCCTTATGGGCAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAGCCGGTCGTAG 
TCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTTGGCTGCACCAGAAGCAGGTAGTCTAACCTTCGGGAGGGCGCCTGCCACGGTGTGGTCGATGACTGGGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAAGTATATTTTCGGATATGCTTAGTGGCGGACGGG 
TGAGTAACGCGTGAACAATCTGCCCTGTACACAGGAATAGCCTCGGGAAACTGGGATTAAAACCGGATAACACTTTTTGGCCGCATGGCCGGGAAGTCAAATTGA 
TTTAGAGGTACAGGATGAGTTCGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGTGAACGCCCCACTGGA 
ACTGAGACACGGTCCAGATTCTTACGGAAGGCAGCAAGTGGGGAATATTGCACAATGGAGGAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGTCTTCGGA 
TCGTAAAACTCTGTCCTTGGTGACGAAAAAAATGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGGCGAGCGT 
TGTCCGGATTTACTGGGCGTAAAGGGTGAGTAGGCGGTAATATGTGTCAGATGTAAAAGGCTATGGCTTAACCATAGTTGGCATTTGAAACTGTATTACTTGAGT 
GCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTAACTGACGCTGAGTC 
ACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGGTGTTGGGTAGCGATATTCAGTGCTGAAGTAAACACAA 
TAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAAGGCTTGACATCCCCTTGACCGGCACAGAGATGTGCCCTCTCTTCGGGAGCAAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCAGGTTAAGCTGGGCACTCTAAGGAGACTGCCGATGATAAATCGGAGGAAGGT 
GGGGATGACGTCAAATCGATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGCAGCGAAGGAGTGATCTGGAGCGAATCCCAAT 
AAACCGATCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAGTTGCTAGTAATCGCGAATCAGAACGTCGCGGTGAATGCGTTCCCGGGTCTTG 
TACACACCGCCCGTCACACCATGGAAGTTGGTAATACCCAAAGTCGCTGAGCTAACCGCAAGGGGCAGGCGCCTAAGGTAGGATCAATGACTGGGGTGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGAGTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAGGGGCAGCAGCAGAGA 
ACTTCGGTTTTCTGGCTGGCGACCGGCGGACGGGTGAGTAACACGTAGTTACTTGCCCCCCAGAGGGGGATAACACACCGAAAGGTGTGCTAATACCGCATATAC 
CCGAGAGGGGAAAGGGCATTAGCCCGCTGGGGGATAGGGCTGCGGCGTATCAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGATGACGCGTAGCTGGTCTGAG 
AGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAATGCCGCG 
TGGAGGAAGAAGCCTTTCGGGGTGTAAACTCCTTTTGCAGGGGGAAGAAACTGACGGTACCCTGCGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGGGGGAGCGAGCGTTACTCGGAATCACTGGGCGTAAAGGGTGCGTACGCGGTCAGATAAGTTGGGAGTGAAATCCTATGGCTCAACCATAGAACTGCTTCC 
AAAACTGTCTGACTAGAGTTCGGGAGAGGCCAAGGGAATTCCTGGTGTAGGGGTGAAATCCGTAGAGATCAGGAGGAATGCCGAAAGCGAAGGCGCTTGGCTGGA 
ACGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGCCACTAGTGGTTGGGGGGACAGTCCT 
TCAGTCACGAGCAAACGCGATAAGTGGCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATAGACGGGGACCCGAACAAGCGGTGGAGCATGTGGT 
TTAATTCGAAGATACGCGAAGAACCTTACCTGGGCTTGACATCCCTGGAACCCTGCAGAGATGCGGGGGTGCTACTTCGGTAGAGCCAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGGCATCAGTTCGGCTGGCCACTCTAAGGAGACTGCCCGGGCA 
ACCGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCGACACACGTGCTACAATGGCCGGGACAGAGAGAAGCGAAACTGCGAGGTGG 
AGCAAATCTCTAAACCCGGTCCCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACG 
TTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTCGGGTTCACCCGAAGTCGGTATCCCTAAGATAGGGGCCGCCTACGGTGGACCCGGCGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGACGAACGCTGGCG 
GCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCAGCTTTTGTTGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTTCGG 
GATAAGCTTGGGAAACTGGGTCTAATACCGGATAGGACCATCATTTAGTGTTGGTGGTGGAAAGTTTTTTCGGTACGAGATGAGCCCGCGGCCTATCAGCTTGTT 
GGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCTTTTGTGAC 
GGTACCTGTATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGG 
TTTGTCGCGTCGTCTGTGAAATACCGGGGCTTAACTCCGGAGCTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTAGGGGTCTTCCACGACTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGNGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACAGGAC 
GGCTGCAGAGATGTAGTTTCCCTTGTGGTCTGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
CAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGTTGCCAGCCCGTGAGGGTGAGCGAATCGCTGAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTC 
GACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAA 


CACCCGAAGCCAGTGGCCTAACCTTTTTTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAAGTCGAACGATGAACCACTTC 
GGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAACACTTCCACTCT 
CCTGGGTGGAGGTTAAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGC 
GTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTG 
CAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCT 
CTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATT 
CCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCAC 
GGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGC 
TGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGC 
TGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNCAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGG 
TCTAATACCGGATATTGACCACCGCAGGCATCTGTGGTGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTAGTTGGTGAGGTAATGGCTCA 
CCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAG 
CGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGT 
GAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAG 
GAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGC TGAGGAGC GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAGACAGGCG 
CCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCA 
GCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAAC TCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAC 
ACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAA 
GTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCC 
GGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACNAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTT 
CACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGAGCCCGGGAGGCATCTCCTGGGTTGTAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTA 
TCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAG 
CGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGCGGCTTGTCACGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACA 
TACACCGGAAACATCCAGAGATGGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTCCCGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCAGTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
GTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAA 
CGACTTAACTGAACCTTCGGGGAACGTTAAGGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATG 
GCTAATACCGCATAATAGCTTCGGCTCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACC 
AAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGTKSATGCGTTAATAGCGTATTCATTTGA 
CGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTG 
GTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGT 
GAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACT 
TTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGA 
GTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACT 
CGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTG 
CAAAAGAAGTAGGTAGTTTAACCTTCGGGAGAACGCTTACCACTTTGTGGTTCATGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTTGATGAGGTGCTTGCACCTCTGATGCTTAGCGGCGGACGGGTGAGTAACA 
CGTAGGTAACCTGCCCGACAGACCGGGATAACATTCGGAAACGAATGCTAATACCGGATACGCGATTTGGTCGCATGGCCGAATCGGGAAAGACGGAGCAATCTG 
TCACTGTTGGATGGACCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATC 
GTAAAGCTCTGTTGCCAGGGAAGAACGCTTGGGAGAGTAACTGCTCCCAAGGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCATTAAGTCTGGTGTTTAAGGCTGGGGCTCAACCCTGGTTCGCACTG 
GAAACTGGTGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGG 
CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATAC 
CCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGT 
GGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACCGTCCTAGAGATAGGGCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTTCGGATGGGCACTCTAAGGTGACTGCC 
GGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCTAGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCAGTACAACGGGAAGCGAAACCGC 
GAGGTGGAGCCAATCCTATCAAAGCTGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGG 
TGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGGAGCCAGCCGCCGAAGGTGG 
GTAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAA 


CGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGGTTTATCCTTCGGGATAACTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTACAAGACCGG 
GATAACATTCGGAAACGAATGCTAATACCGGATACGCGAATCTCTCGCATGGGAGAATCGGGAAAGACGGAGCAATCTGTCACTTGTAGATGGACCTGCGGCGCA 
TTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAAC 
GTCATGGAGAGTAACTGCTCCATAGGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGG 
AATTATTGGGCGTAAAGCGCGCGCAGGCGGCTAATTAAGTCTGGTGTTTAATCCCGGAGCTCAACTCCGGGTCGCACGGGAAACTGGTTGGCTTGAGTACAGAAG 
AGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAA 
GCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAGGTCTTGACATCCCTCTGACCGCTCTAGAGATAGGGCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCAGGTTAAGCTGGGCACTCTAGGATGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGATACAACGGGAAGCGAAACCGCGAGGTGGAGCGAATCCTATCAAAGT 
CGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACA 
CACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGCCGGTGGGGTAACCCGCAAGGGAGCTAGCCGTCGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTATCGGAAGGTGCGGCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGATGAACGCTGGCGGCG 
TGCTTAACACATGCAAGTCGAACGCTGAAGCTCCAGCTTGCTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTTCCCTTGACTCTGGGATAA 
GCCCGGGAAACTGGGTCTAATACCGGATACGACCTCCTACTCGCATGGTGGGGGGTGGAAAGATTTATCGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGG 
TGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCTTTCGGGTGAC 
GGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
TTTGTCGCCTCTGCCGTGAAAGTCCGGGGCTTAACCCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACCGGAATTCCTGGTGTAGCGGTG 
AAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCACTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCA 
AGCGTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGACATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCCCGAC 
CGGGCCAGAGATGGTCWTTCCCCTTTGGGCGGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTTCCATGTTGCCAGCGDGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGT 
CTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTA 
ACACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNTGGCTCAGGATAAACGCTGACAGAATGCTTAACACATGCAAGTCGATGATGGGAGCTAGCTTGCTAGAAGAAGTCATGGCGGACGGGTGAGTAAC 
GTGTAAAGAACTTACCATATAGACTGGGATAACAGAGGGAAACTTCTGATAATACTGGATAAGTTAGTAGTAGCATTACTAAGTAATGAAAGGTAGCAATACGCT 
ATATGAGAGCTTTGCATCCTATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGATGATAGGTAGCCGGCCTGAGAGGGTGGACGGCCACAAGGGGACTGAGA 
TACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGAGGCAACTCTGATCCAGCAATTCTGTGTGTGTGAAGAAGGTTTTAGGACTGTAAA 
ACACATTTTAGTAGGGAAGAAAGAAATGACGGTACCTACAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCGCGAGCGTTATCCGG 
AATTATTGGGCTTAAAGGGCATCTAGGCGGTTAAACAAGTTGAAGGTGAAAACCTGTGGCTCAACCATAGGCTTGCCTACAAAACTGTATAACTAGAGTACTGGA 
AAGGTGGGTGGAACTACACGAGTAGAGGTGAAATTCGTAGATATGTGTAGGAATGCCGATGATGAAGATAACTCACTGGACAGCAACTGACGCTGAAGTGCGAAA 
GCTAGGGGAGCAAACAGGATTAGATACCCTGGTATCCTAGCTGTAAACGATGATCACTGGGTGTGGGGATTCGAAGTCTCTGTGCCGAAGCAAAAGCGATAAGTG 
ATCCGCCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAACCT 
TACCAGATCTTGACATCCTCCGAAGAGCATAGAAGTATGCTTGTGCCTACGGGAACGGAGAGACAGGTGGTGCATGGCTGTCCACAGCTCNTGTTGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGAAACCCCTATCATTAGTTACCATCATTAAGTTGGGGACTCTAATGAAACTGCCTACGAAGAGTAGGAGGAAGGTGGGGATGAC 
GTCAAGTCATCATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGATAGTACAAAGAGAAGCTTTGTAGCGATACATGGCAAAACTAAGAAAGCTATTCT 
TAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGNATCACTAGTAATCGTGAATCAGCAATGTCACGGTGAATACGTTCTCGGGGTCTTGTACACACC 
GCCCGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCAC 
GGGAAGCTTGCTTCCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGCTAATACCGCATAC 
GTCCTACGGGAGAAAGCGGGGGCTCTTCGGACCTCGCGCTATCGGATGAGCCTATGTCGGATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCGT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCC 
AGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAGGCTTGCCGGTCAATACCCGGTAAGAAGGACATCACCCACAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCGTGATAAGCCGGT 
TGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGAT 
CGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGTCGACTAGCCGTTGGGTTCCTTGAGAACTTAGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAAGCCAAAAGAGATTYTGG 
TGTGCCTTCGGGAACCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTGTCCCTATTTG 
CCAGCACGTAACGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACG 
TGCTACAATGGCCGGTACAAAGGGACGCAAGACGGCGACGTGGAGCGAATCCCAGAAAGCCGGCCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTC 
GGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTA 
GCTTAACCTTCGGGAGAGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNGCGATAGGCCTAACACATGCAAGTCGAGGGGCAGCATAGAGTAGCAATACTTTGATGGCGACCGGCGCACGGGTGAGTAA 
CACGTATGCAACCTACCTACATCAGGGGAATAACCCGGAGAAATTCGGACTAATACCGCATAATACAGGGATGCCGCATGGCAATATTTGTTAAAGATTTATCGG 
ATGATAGATGGGCATGCGTTCCATTAGCTGGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGGATAGGGGAACTGAGAGGTTTGTCCCCCACACTGGAACTGA 
GACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAATCGCGTGAAGGAAGACTGCCCTACGGGTTGT 
AAACTTCTTTTGTACAGGAATAAAAGACATTACGTGTAGTGTATTGCATGTACTGTACGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGGATTTTAAGTCAGCGGTGAAATTTTCAGGCTCAACCTGAACACTGCCGTTGAAACTG 
GGATTCTTGAGTATGGATGAAGTAGGCGGAATTCGTTGTGTAGCGGTGACATGCTTAGATATAACGAGGAACTCCGATTGCGTAGGCAGCTTACTAAGCCATAAC 
TGACGCTCAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTAGTTGTTTGCGATATACCGTAAGTGACT 
AAGCGAAAGCGATAAGTAATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCG 
ATGATACGCGAGGAACCTTACCCGGGCTTGAAATGTACCTGACCGTCCTTGAAAGGGGACTTCTAGCAATAGCAGGTATGTAGGTGCTGCATGGTTGTCGTCAGC 
TCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCACATTATTAGTTACTAACAGGTTAAGCTGAGGACTCTAATAAGACTGCCGTCGTAAGATG 
CGAGGAAGGTGTGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCGACACACGTGTTACAATGGGAGGTACAAAGGGCTGCTACCTGGTGACAGGATGCT 
AATCCCCAAAGCCTCTCCCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGCCGGGGGTATCTGAAGTGCGTAACCGTAAGGAGCGTCCTAGGGTAAAACTGGTGACTGGGGCTAAGTCG 
TAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAGCGGCAGCGCGG 
AGAGCCTAGCTCTCTGGCGGCGAGCGGCGGACGGGTGAGTAACGCGTGGGTATCTGCCCTTCGGTGGGGGACAGCCCGGGGAAACCCGGATTAATACCGCATACG 


CCCTACGGGGGAAAGTGGGCCTCTGATCCAAGCTCACGCCGAAGGATGAGCCCGCGTCCGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACAATCGGT 
AGCTGGTTTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCC 
AGCAATGCCGCGCTGTGTGAAGAAGGCTGCGGGTTTGTAAAGCACTTTCATCGGGGAGGAAAAGCGTCGGGCTAATACCTGGCGTCTTCACGTTACCCGAAGAAG 
AAGCGCCGGCAAACTTGCTGCCAGCAGCCGCGTAATACGAAGGGCGCAAGCGTTAATCGGAATCACTGGGCGTAAAGGGCGCGCAGGCGGTCGGGTAAGTCGGGT 
GTGAAAGCCCTGGGCTCAACCTAGGAATTGCATCCGATACTGCTCGGCTAGAGTCCGGTAGAGGGTAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATC 
GGGAGGAACACCAGTGGCGAAGGCGACTGCCTGGACCGAGACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGAGGACTAGCCGTTGGCCCCATTTAAGGGGTTAGTGGCGTAGCTAACGCGTTNAGTCCTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCGGCCCTTGACATCCTCGGAACCTTCCTGAGAGGGAAG 
GGTGCCTTCGGGAGCCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTG 
CCAGCGGTCCGGCCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGGCCGGGCTACACACGT 
GCTACAATGGCAGGTACAAAGGGTCGCGAAGCCGCGAGGTGGAGCTAATCCTCGAAAGCCTGTCCTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTG 
GAATCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGACGA 
ACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCTGCTTCGGTGGGGGATCAGTGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCTCAGCTC 
TGGGATAACTCCAAGAAATTGGGGCTAATACCGGATATGACTGCTGACCGCATGGTCTGGTGGTGGAAAGATTTATCGGCTGGGGATGGGCCCGCGGCCTATCAG 
CTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAA 
AGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGT 
AGGCGGTTCGTCGCGTCGGCTGTGAAATCCCGAGGCTCAACCTCGGGCCTGCAGTCGATACGGGCGGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTA 
GCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGAAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATGCA 
CGGAAATCCTCCAGAGATGGTGGGTCCGTAAGGGCCGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCGTTCTATGTTGCCAGCACGTCATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 
ATGTCTAGGGCTGCAAACATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGC 
AACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTC 
GGTAACGCCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGCGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCG 
GCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCA 
AGTTGATCCTCTTCGGAGGTGACGCTTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGATTGGGATAACCCCGGGAAACCGGAGC 
TAATACCGAATAAYACTTTTTATCACATGGTAGAAAGTTGAAAGGCGGCTTTTGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATG 
GCCTRCCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAGTATCGTTCGAATAGGGCGG 
TACCATGACGGTACCTAACCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCT 
CGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGAGGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGT 
GTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTAC 
GGCCGCAAGGCTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CTCTGACAGCGATAGAGATATCGTGTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGATCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGACGCGAAGCCGCGAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGTAGGC 
TGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAG 
TTGGCAACACCCGAAGTCGGTGAGGTAACCTTTATGGAGCCAGCCGCCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTATCTGA 
ACCTTCGGGGAACGWTAASGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCTTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCA 
TAAYGCCTACGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAAGATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATC 
CCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGA 
TGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTTGTGAGGAAGGGGGTGTCGTTAATAGCGGCATYTCTTGACGTTAGCAACAG 
AAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTCATTAAGTC 
AGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGTGAACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGA 
GATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAA 
ATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGCCAGCGGAGACGC 
AGGTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGT 
TTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACAC 
ACGTGCTACAATGGCGCATACAGAGGGCAGCGAACTTGCGAGAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAA 
GTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGG 
GTAGTTTAACCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACAACA 
TTGASCCTTCGGGTGATTTGTTGGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATAC 
CGCATGATGCCTACGGGCCAAAGAGGGGGACCTTMGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAKGGCTCACCAAGGCGAC 
GATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGGGGTATCGTTAATAGCGGTATTCTTTGACGTTAGCG 
ACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTCGTTA 
AGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATAGCATTTGAAACTGGCGGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCG 
TAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAAC 
TCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCTACAGAAGCCAGCGGAG 
ACGCAGGTGTGCCTTMGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCC 
TTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACKAGTAGGGCT 
ACACACGTGCTACAATGGCGCATACAGAGGGCGGCGAGACAGCGATGTTAAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCA 
TGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAA 
GTAGGTAGTTTAACCTTCGGGAGAACGCTTACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTCWCTGAACCTTCGGGGAACGTG 
AACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCA 
AAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCAACGATCCCTAGCTGGTCTGAGA 


GGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGT 
GTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGTTCATACGTTAATAGCGTATGGATTTGACGTTAGCTGCAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGG 
GGCTCAACCTCGGAATTGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACC 
GGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTA 
CTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGA 
ACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATG 
TCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCG 
CATACAGAGGGCGGCCAACTTGCGAGAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTA 
ATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTAGGTAGTTTAACCTTNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTAACTGAA 
CCTTCGGGGAACGTTAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCAT 
AATAGCTTCGGCTCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCC 
CTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGAT 
GCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGCRGRKWCGTTAATAGCGKSCTYGTTTGACGTTAGCTGCAGA 
AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCA 
GATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAG 
ATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTYCAGAGATGRA 
TTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTT 
TGCCAGCACTTCGGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACAC 
GTGCTACAATGGCGCATACAGAGGGCGGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGT 
CGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGT 
AGTTTAACCTTCGGGAGGACGCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTATCAAAGCCTTCGGGTGGAGATAACGGC 
GTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGG 
GGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGA 
TCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGA 
AGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGTGGTGTCGTTAATAGCGGCATCATTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCA 
ACCTCGGAATTGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGC 
GAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGA 
GGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTCAGAAGAGACTGGAGACAGTCTTGTGCCTTCGGGAACTGAG 
AGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGA 
ACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACA 
GAGGGCRGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTG 
GATCAGAATGCYACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGC TGCAAAAGAAGTGGGTAGTTTAACCTTCGGGGGGAC 
GCTCACCACTTTGTGGTTCATGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGC 
AAGTCGAACGATGACTTCTGTGCTTGCACAGAATGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTTCGGGATAAGCCTGGGAAACCGG 
GTCTAATACCGGATACGACCTCCTGGCGCATGCCATGGGGGTGGAAAGCTTTATTGCGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTTGGGGTAATGG 
CCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAA 
GAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTG 
CTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATA 
TCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGTAAAGCGTAGAAATA 
CGCTCCCCACTTGTGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGT 
TGCCAGCGGGTTATGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACG 
CATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGC TAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAG 
TTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCG 
GTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGA 
ACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTTGTGAGGGAGCTTGCTCCNGATNNACTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCC 
CTTCAGACTGGGATAACTACCGGAAACGGTAGCTAATACCGGATAATTCCTTTCTTCGCCTGAAGGAAGGATGAAAGACGGAGCAATCTGTTACTGAGGGATGGG 
CCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGC 
CAGGGAAGAACGTTCTCTAGAGTAACTGCTAGAGAAGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAA 
GCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCGATTTAAGTCTGGTGTTTAAACCATGGGCTCAACCTGTGGTCGCATCGGAAACTGGATGGCTT 
GAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTG 
AGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGT 
TAACACAGTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGC 
AACGCGAAGAACCTTACCAGGTCTTGACATCCCCCTGAATACGTTAGAGATAGCGTAGGCCTTCGGGACAGGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACTTTAGTTGCCAGCAGGTCAGGCTGGGCACTCTAGAGTGACTGCCGGTGACAAACCGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAACCGCGAGGTGGAGCCAAT 
CTTATAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGG 
GTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGGTAGATGATTGGGG 
TGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGG 
CGGCGTGCCTAATACATGCAAGTCGAGCGAACCAACGAGGAGCTTGCTCCTCAGCGGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACT 
GGGATAACTCCGGGAAACCGGGGCTAATACCGGATAATTCTTTTCTCTGCATAGAGGAGAGATAAAAGATGGCTTCGGCTATCCCTTACAGATGGGCCCGCGGCG 
CATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 


GGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGA 
ACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTC 
CGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTACT 
GGAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCAGTAACTGACGCTGAGGCGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGGTGTTGGGGGGTTCCACCCTCAGTGCTGACGTTAACACATT 
AAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAGGTCTTGACATCCTTCGCYACTTCTAGAGATAGAAGGTTCCCCTTCGGGGGACGAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTSAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCAAAACCGCGAGGTTGAGCGAATCCCATAAAG 
CCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAACCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAG 
TCGAGCGCGGGAAGCAAGCAATCACCCTTCGGGGTGTGAGCTTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTGTAAGATTGGGATAAC 
CCCGGGAAACCGGAGCTAATACCGAATAATACTTTTTATCACATGGTAGAAAGTTGAAAGGCGGCTTTTGCTGTCACTTACAGATGGGCCCGCGTCGCATTAGCT 
AGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAGTAT 
CGTTCGAATAGGGCGGTACCATGACGGTACCTAACCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGCGCTCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGAGGACTTGAGTACAGAAGAGGA 
GAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGAAGTTAACGCATTAAGCAC 
TCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCAGGTCTTGACATCCTCTGATAGCGATAGAGATATCGTGTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACG 
TCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGACGCGAAGCCGCGAGGTGTAGCAAATCCCATAAAACCATTCTC 
AGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTATGGAGCCAGCCGCCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTA 
GCCGTATCGGAAGGTGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACAT 
GCAAGTCGAACGGTGATGCCCAGCTTGCTGGGCGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCCGGGATAAGCCTTGGAAACGAG 
GTCTAATACTGGATACGAGACGCCCCTGCATGGGGAGTGTCTGGAAAGATTTATCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCT 
ACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAA 
GCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGGTG 
TGAAAACTCAAGGCTCAACCTTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCA 
GGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTA 
AACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGATGGTT 
GCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCTTATGTTGCCA 
GCACGTCATGGTGGGGACTCATAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGC 
TACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGA 
GTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGC 
CCAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGCCCAGCTTGCTGGGCGGAT 
CAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCCGGGATAAGCCTTGGAAACGAGGTCTAATACTGGATACGAGACGCCCCTGCATGGGGAG 
TGTCTGGAAAGATTTATCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGA 
TGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGGTGTGAAAACTCAAGGCTCAACCTTGAGCTTGCATCGGGT 
ACGGGCAGACTAGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCG 
CAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTNNATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGT 
TCCGTGCCGCAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGATGGTTGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCTTATGTTGCCAGCACGTCATGGTGGGGACTCATAAGAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGG 
TGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGACTG 
GCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTG 
GCGGCGTGCCTAATACATGCAAGTCGAGCGGAACCATTGGAGCTTGCTCCTTTGGTTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCG 
GGATAACTCCGGGAAACCGGTGCTAATACCGAATAGTTTGCGGCCTCTCCTGAGGCTGCACGGAAAGACGGTTTCGGCTGTCACTGCAGGATGGGCCCGCGGCGC 
ATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTTTTCGGATCGTAAAACTCTGTTGTGAGGGAAGAA 
CAAGTGCCAGCTAACTACTGGCACCTTGACGGTACCTCACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGG 
AATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAGAACTTGAGTGCAGAA 
GAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTA 
AGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGA 
ACCTTACCAGGTCTTGACATCCCGCTGACCGGTGTAGAGATACGCCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGACCTGGGC TACACACGTGCTACAATGGACGGTACAAAGGGC TGCAACCCCGCGAGGGCAAGCCAATCCCAGAAAAC 
CGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGACAC 
ACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGTAACCCTTGTGGAGCCAGCCGCCGAAGGTGGGACGATGATTGGGTGAAGTCGTAACNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCT 
GGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGAACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTGGAGTGC 
ATGCTCTGGGGTGGAAAGCTTTTGCGGTTCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAG 


AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCG 
TGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCAGGGACGAAGCGTGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATTCTGCAACTCAATTGTAGGCGTGC 
AGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTC 
TGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCATTT 
CACGAGTTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGCATGTAGAGATACATGTTCCCTTGTGGTTGGTGTACAGGTGGTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATA 
CCGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAA 
GGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCC 
CTGACTCTGGGATAAGCGTTGGAAACGACGTCTAATACTGGATATGATCACTGGCCGCATGGTCTGGTGGTGGAAAGATTTTTTGGTTGGGGATGGACTCGCGGC 
CTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAG 
AAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
AGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCC 
TGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGATGTAGGGACCTTTCCACGGTTTCTGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTG 
ACATACACCGGAAACGGCCAGAGATGGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGGTTATGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
AGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCA 
TGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAAGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGGTTAACGCTGGCGGCGTGCGTAACACATGCAAGTCGA 
ACGGGCCATTACTCTTTGGAGTGATGGTTAGTGGCGAACGGGTGAGTAAAAGGTAGGGACCTACCCCGAGGACAGAGATAGCTACTGGAAACGGTAGGTAAACTC 
TGATAAGCCCGAGAGGGGAAAGTGGAAGGCAGCCTTGGGATGGACCTACTATCCATCAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCGATGACGGATAACCGG 
TGTGAGAGCATGTACGGTCACAAGGGCACTGAGACACGGGCCCTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGAC 
GCCGCGTGAAGGAAGAAGTCCTTCGGGATGTAAACTTCTGAACTAATCGAATAAAAGGGTAGTGGACACACTACAGAAGAAGGTAGATTAGGAAAAGTCCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGCCCGGAATCACTGGGTGTAAAGGGGACGTAGGCGGATGATCAAGTCATCTGTGAAAAGAT 
TGCTCAACGATTGGCTTGCGGATGAAACTGGTCATCTTGGGCGTAGCAGAGGTAGACGGAATTACCTGAGTAGGGGTGAAATCCGCAGATACAGGTAAGAACGCC 
GGTGAAGAAGTTGGTCTACTAGGCTACAGCTGACGCTGAGGTCCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCTGTAAACGATGCTCA 
CTAGGTGTAGGGAGCGAAAGACTCTCTGTGCTGAAGCTAACGCGATAAGTGAGCCACCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGT 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTAACCGAAGAACCTTACCAGGGATTGACATGTAACTGAAGGTAGAGAAATCTACTGGCCTGCCGTGAG 
GTAGGAGGTTACACAGGTGGTGCACGGTCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCACAACGAGCGCAACCCCTACAATTAGTTACCAGCAAGT 
AAAGTTGGGGACACTAATTGGACAGCCGCCGACGAGGCGGAGGAAGGAGGGGATGACGTCAGATAAGCGTGCCCCTTATACTCTGGGCGACACACGTGCTACAAT 
GGGGAGGACAAAGGGAAGCGAAGCCGAGAGGTGGAGCGGATCCGAAAAAACTCTCCGTAATATGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAATCGCT 
AGTAATCGCAGGTCAGCCAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCACCCGAGTTGGGAACACCTGAAGGCAGTACGGAAGGT 
ACTGTTGAAGGTGGGCTTGGCGAGGGGGGCGAAGTCGTAACAAGGTAGGTGTACCGGAAGTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGCAGCACAGAGGAGCTTGCTCCTTGGGTGGCGAGTGGCGGACGGGTGAGT 
AAGGCATCGGGATCTGCCCCGACGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGTCCTAYGGGAGAAAGCGGGGGACCTTCGGGCCTCGCGCGG 
CGGGATGAACCGATGTGCGATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATCGCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAG 
CACTTTTATCAGGAGCGAAATGCCATCGGCCAATACCCGGTGGAGCTGACGGTACCTGAGGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGA 
AGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTTCTTAAGTCTGCTGTGAAATCCCCGGGCTCAACCTGGGAATGGCAGTGGATAC 
TGGGGAGCTAGAGTGTGATAGAGGATGGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACATCAGTGGCGAAGGCGGCCATCTGGATCAAC 
ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGTCTCAACTCGGAGATCA 
GTGTCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTT 
AATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCCGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATCGGAACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAAAGGCGGGAACTCTAAGGAGACTGCCGGTG 
ACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTCGGTACAGAGGGTTGCAAGACCGCGAGG 
TGGAGCCAATCCCAGAAAGCCGATCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGAGTTGCTCCAGAAGCCGTTAGCCTAACCGCAAGGGGGGCGACGACCACGGAGTGGTTCA 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACG 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCT 
GGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACTTGCAGTCGCATGACTGTGGGTGGAAAGTTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCT 
TGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGAGAG 
TGACGGTACCTGGAGAAGAAGCACCGGCTGACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAG 
GCGGTTTGTTGCGTCGGTCGTGAAAACCTGGGGCTTAACCCTGGGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGC 
GGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGCTCTTTCCACGGGTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCC 
GCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCC 
AGACATCCCTAGAGATAGGGCTTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCGTTCCATGTTGCCAGCGGTTCGGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAT 
GTCCAGGGCTTCACACATGCTACAATGGCTAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATTGGGGTCTGCAA 
CTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGG 
TAACACCCGAAGCCCACGGCCTAACCCCTTGTGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCG 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGCAG 
CGGGTCCAGCAATGGATGCCGGCGAGTGGCGCACGGGTGCGTAACACGTATGCAATCTACCTGTAACTTAGGGATAGCCCGGAGAAATTCGGATTAATACCTAAT 
GATAACCGAGACTGGCATCAGTTTTTGTTTAAAGATTTATCGGTTACAGATGAGCATGCGTCTGATTAGTTAGTTGGTGAGGTAATGGCTCACCAAGACGATGAT 


CAGTAGGGGACCTGAGAGGGCGATCCCCCACACTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGTCGAGAGACTG 
ACCCAGCCATGCCGCGTGCAGGATGAAGGCCTTATGGGTTGTAAACTGCTTTTGATCGGGAACAAAGAGGCCATGCGTGGCAAGATGAGTGTACCGATAGAATAA 
GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTGATTAAGTCAGTGG 
TGAAAGGCAGCAGCTTAACTGTTAGCACGGCCATTGATACTGGTTAGCTTGAGTACAGTCGAGGTAGGCGGAATTGAAGGTGTAGCGGTGAAATGCATAGATATC 
TTCAAGAACACCTATTGCGAAGGCAGCTTACTAGGCTGTAACTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGATCACTCGCTGTTAGCGATATACTGTTAGCGGCTAAGCGAAAGCAATAAGTGATCCACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATT 
GACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGACTAGAATGTTAGGGAATGATGCAGAGATGTGTCAGCC 
AGCAATGGCCCAAAACAAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAACA 
CGTAATGGTGGGGACTCTAGAGAGACTGCCTGCGTAAGCAGAGAGGAAGGAGGGGATGACGTCAGGTCATCATGGCCCTTACGTCCAGGGCTACACACGTGCTAC 
AATGGCGCATACAGAGTGTTGCGAGCTGGTAACAGTAAGCCAATCACAAAAAGTGCGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGCTGGAATC 
GCTAGTAATCGCGTATCAGCAATGACGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGGAGT TGGGGAGACCTGAAGACGGTAACCGT 
TGAGGAGCCGTTTAGGGTAAAACCAGCGACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGT 
GAGTAACCTGCCCTTGACTCTGGGATAAGCGTTGGAAACGACGTCTAATACCGGATACGAGCTTCCACCGCATGGTGAGTTGCTGGAAAGAATTTTGGTCAAGGA 
TGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTT 
TTAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGA 
GATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGCTACTGACGCTGAGGAGCGAAAGGGTG 
GGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGCGCTAGATGTGGGGACATTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTT 
ACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGAC 
GTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCAGTACAAAGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGCTGGTCC 
CAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCGCAAGGATGGAGCTGTCTAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGT 
AGCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGA 
ACGATGATCAGGAGCTTGCTCCTGTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCGTTGGAAACGACGTCTAATAC 
TGGATATGATCACTGGTCGCATGGCCTGGTGGTGGAAAGATTTTTTGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCG 
ACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAA 
GCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGGGGGCTTCGGTTCTTGACGGTACCTGCAGAAAAAG 
CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGT 
GAAATCCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAG 
GAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAA 
ACGTTGGGCGCTAGATGTAGGGACCTTTCCACGGTTTCTGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGA 
ATTGACGGGGGCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGGCCAGAGATGGTCGC 
CCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAG 
CGGGTTATGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCT 
ACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAG 
TCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCC 
TAACCCTTGTGGGAGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGG 
TGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCACTGGAAACGGTGTCTAATACCGGATATTTCAGCTGGCCGCATGGTCTGGTTGTGGAAAGAAT 
TTTGGTCAAGGATGGACTCGCGGCCTATCAGGTTGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGT 
TGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGT 
TGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACTGGAGGCTCAACCTCCAGCCTGCAGTGGGTACGGGCAGACTAGAG 
TGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGG 
AGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAGATGTGGGGGCCATTCCACGGTCTCCGTGTCGCAGCTA 
ACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGTAAGGTGGAGCGAATCCC 
AAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCAACGCCAGTGGCCTAACCTTCGGGAGGGAGCTGTCTAAGGTGGGATCGGTGATTAGGACTAA 
GTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCG 
GCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCGAGTGGCTCCCTTCGGGGTGAAGCTCGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGC 
CTGTAAGATCGGAATAACCCCGGGAAACCGGGGCTAATGCCGGGTAATACTTTCTTTCGCATGAAGGAAAGTTGAAAGATGGCTTCTAGCTATCACTTACAGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGGATCGTAAAGTTCTGTT 
GTTAGGGAAGAACAAGTACCGTGCGAATAGAGCGGTACCTTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGG 
CAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGA 
ACTTGAGGACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTTTCTGAC 
GCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGCTTCCACCCCTTAGTGCTG 
AAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
AAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTGGACATCCCTAGAGATAGGGCTTTCCCTTCGGGGACCAAGTGACAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCG 
GAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAAGCCGCGAGGTGTAGCAA 
ATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCGAAGGTGGGGCCAATGATTGGG 
GTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATT 
GAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGGGAGCTTGCTCCCAGGCGTCGAGCGGCGGACGGGTGAGTAACACTTAGGAATCTACCT 
AGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAATACCGCATACGTCCTACGGGAGAAAGGGGGCAACTTGTTGCTCTCGCTATTAGATGAGCCTAAGTCGGAT 


TAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGAAGA 
CCTAACGGTTAATACCCGTTAGCGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGA 
ATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGTCAGGCTAGAATAGGTGAG 
AGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCTTCTGGCATCATATTGACACTGAGGTTCGAAAG 
CGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAATAAG 
TAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAAC 
CTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGA 
CGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTTTCAAAGCCT 
ATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGTTAGCCTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGG 
CTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGGGAGCTTGCTCCCAGGCGTCGAGCGGCGGACGGGTGAGTAACACTTAGGA 
ATCTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAATACCGCATACGACCTACGGGAGAAAGGGGGCAACTTGTTGCTCTCGCTATTAGATGAGCCTA 
AGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGT 
GAAGAAGACCTAACGGTTAATACCCGTTAGCGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGT 
TAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGTTAGGCTAGAA 
TAGGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCTTCTGGCATCATATTGACACTGAGG 
TTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAAC 
GCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACG 
CGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAA 
GGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGC TACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTTT 
CAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGTTAGCCTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNAACGCTGGCGGAAGGCTTAACACATGCAAGTCGAGCGCACCCTTCGGGGTGAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTGCCCTTTGGTTCGGAATA 
GCCCTTGGAAACGAGGAGTAATGCCGAATGTGCCCTTCGGGGGAAAGATTTATCGCCAAAGGATCGGCCCGCGTTAGATTAGCTTGTTGGTGAGGTAACGGCTCA 
CCAAGGCGACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAAT 
GGGCGAAAGCCTGATCCAGCCATTCCGCGTGGATGATGAAGGCCCTAGGGTTGTAAAATCCTTTCGGCAGGGAAGATAATGACGGTACCTGCTAAAGAAGCCCCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCAGTCAGTCAGAGGTGAAAT 
CCCGGAGCTCAACTTCGGAACTGCCTTTGATACTGCTGATCTAGAGTCCGGGAGAGGTGCATGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGA 
ACACCAGAGGCGAAGGCGATGCACTGGACCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GAGAGCTAGTTGTCTGGCAGCATGCTGTCAGGTGACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGCGCTTGACATCCCTATCGCGGATTAGAGAGATCTTTTCCTTCAG 
CTCGGCTGGATAGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCGTTAGTTGCCAGC 
ACGTTTGGGTGGGCACTCTAACGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGCGCAGGGCTACACACGTGCTA 
CAATGGCAGTGACAATGAGTTAATCTCTAAAAGCTGTCTCAGTTCGAATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCA 
TGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCGCTAACCTTCGGGAGGCAGGCGGCCA 
CGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNAGAGTTTGATNNTGGATCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCATGGGTGCTTGCACCTGATGGCGAGTGGCGAA 
CGGGTGAGTAATGCATCGGAACGTGCCCTGAAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATATTCTGTGAGCAGGAAAGCAGGGGATCGCAAGAC 
CTTGCGCTTTAGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGG 
GTTGTAAAGCTCTTTCGGCAGGGAAGAAATCGCATTCGCTAATACCGGATGTGGATGACGGTACCTGCATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGC 
ATTTGAGACTGCACGGCTAGAGTGCGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCC 
TGGGCCAACACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGATGTTGGAAGGGTTA 
AACCTTTAGTGTCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGA 
TGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCAGGAATTCCGAAGAGATTTGGAAGTGCCCGAAAGGGAGCCTGAACACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTTGGTTGGGCACTTTAATGAGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTTCAGAGGGTTGCCAAC 
CCGCGAGGGGGAGCTAATCTCAGAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCG 
CGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCA 
GGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCGACTGGAATTCACCTTCGGGTGTTAGTACGGTGGCG 
GACGGGTGAGTAACGCGTAAAGAACTTGCCCTCTAGACTGGGACAACTGTTGGAAACGGCAGCTAATACCGGATATTATGAGAACCTGGCATCAGGAACTTATGA 
AAAGCTATATGCGCTAGAGGAGAGCTTTGCGTCCCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGATGATGGGTAGCCGGCCTGAGAGGGTGATCGGCC 
ACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAG 
GTTTTCGGATCGTAAAGTGCTTTCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTC 
GCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGTCTAGGCGGCCTTTTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGGAAG 
GCTAGAGTATCAGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTCACTGGATGAATACTGAC 
GCTGAAGCGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGATCACTAAGTGTGGGGGGTCGAACCTCCGTGCTCAAGC 
TAACGCGATAAGTGATCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGC 
AACGCGAGGAACCTTACCAGCCCTTGACATCCCAAGAACTTGGCAGAGATGCCTTGGTGCCTTTCGGGGGAACTTGGTGACAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTATGTTACCATCATTAAGTTGGGGACTCATGCGAGACTGCCTGCGACGAGCAGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGGGCTGGGCTACACACGTGCTACAATGGGCAGTACAGAGAGTCGCGAACCCGCGAGGGGGAGCCAA 
TCTCAGAAAGCTGTTCTTAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCTC 
GGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAACCGTAAGGAGGGATGTTCCTAAGGTGTGATTAGCGATTGGGG 
TGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGATGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGA 
ACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCGGCCAGCTTGCTGGTTGGTGAGAGTGGCGAACGGGTGAGTAATGCGTGACCGACCTGCCCCAT 
GCTCCGGAATAGCTCCTGGAAACGGGTGGTAATGCCGGATGGTCCAGCATGCTGCATGGCGTGTTGGGAAAGATTTATCGGCGTGGGATGGGGTCGCGTCCTATC 
AGCTTGACGGTGGGGTGATGGCCTACCGTGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAG 


GCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAGCAAGGC 
TTCGGTTGAGTGTACCTGTTGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGC 
TCGTAGGCGGTTCGTCGCGTCTGGTGTGAAAGTCCATCGCTTAACGGTGGATCTGCGCCGGGTACGGGCGGGCTGGAGTGCGGTAGGGGAGACTGGAATTCCCGG 
TGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGGTGGACGCTGGATGTGGGGCCCATTCCACGGGTTCCGTGTCGGAGCTAACGCGTTAAGCGTCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACA 
TGTTCCCGACGGCCCCAGAGATGGGGCTTCCCTTCGGGGCGGGTTCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTCGCCCCGTGTTGCCAGCATTTTGGATGGGAAC TCACGGGGGACCGCCGGGGTTAAC TCGGAGGAAGGTGGGGATGACGTCAGATCATCATGC 
CCCTACGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAACGGGATGCGACATGGCGACATGGAGCGGATCCCTGAAAACCGGTCTCAGTTCGGATTGGAGT 
CTGCAACCCGACTCCATGAAGGCGGAGTCGCTAGTAATCGCGAATCAGCAACGTCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAA 
AGTGGGCAGCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATG 
CAAGTCGAACGATGAAGCTGGAGTTTACTTTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACGTGCCCAGGACTCTGGAATAACGTCGGGAAACCG 
TCGCTAATACTGGATAGGTGCCATGGCCGCATGGTCTGTGGTTGGAAAGATTTATTGGTTCTGGATCGGCTCACGGCCTATCAGCTTGTTGGTGGGGTAATGGCC 
TACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCCTTTTGGGGTGACGGTACCTGCAG 
AAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTC 
TGCTGTGAAAGCCCGGGGCTCAACTCCGGGTCTGCAGTGGGTACGGGCAGACTTGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGA 
TATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATG 
CCGTAAACGTTGGGCGCTAGATGTGGGGACCATTCCACGGTTTCTGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGTAACGGCCAGAGA 
TGGTCGCCCTGCTTGCAGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCTCGTCCTAT 
GTTGCCAGCGGGTTATGCCGGGGACTCATGGGATACTGCCGTGGTCAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCA 
CGCATGCTACAATGGCCGGTACAGTGGGTTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGA 
AGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGC 
CGGTGGCCTAACCTTTTGGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGATTGAACGCTGGCGGAA 
TGCTTTACACATGCAAGTCGAGCGGCATCGCGGGAAGGGTAACCGGACTGGCGGCGAGCGGCGAACGGGTGAGTAACACATCGGAACGTACCCAGTCGTGGGGGA 
TAACCACTCGAAAGAGTGGCTAATACCGCATACGACCTGAGGGAGAAAGCGGGGGATCGGAGACGACCTCGCGCGATTGGAGCGGCCGATGTCTGATTAGCTGGT 
TGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATTTTGGACAATGGGGGGAACCCTGATCCAGCCATTCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCAGGGAAGAAACGGACTGGG 
CTAATACCCTGGTTTACTGACGGTACCTGAAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTGCGCAGGTGGTTGTTTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTGTGACTGGACAGCTAGAGTGCGGCAGAGGGGGGT 
GGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCAGCACTGACGCTCATGCACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGTGTTGGGGAAGGAGACTTTCTTAGTACCGCAGCTAACGCGTGAAGTTGACCG 
CCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCT 
ACCCTTGACATGCCAGGAATCCCGGAGAGATTTGGGAGTGCCCGAAAGGGAGCCTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTGGTTGGGCACTCTAATGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAGCCGATCGTAG 
TCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGTCTAACCGCAAGGGGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTATCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTGGCGGCGTGCCTAAT 
ACATGCAAGTCGAGCGAGCTGAACCAGCAGATTCACTTCGGTGATGACGCTGGGAACGCGAGCGGCGGATGGGTGAGTAACACGTGGGTAACCTGCCCTAAAGTC 
TGGGATACCACTTGGAAACAGGTGCTAATACCGGATAACAACAATAGCTGCATGGCTATTGCTTAAAAGGCGGCGTAAGCTGTCGCTAAAGGATGGACCCGCGGT 
GCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTAC 
GGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAG 
AAGGATAGAGGTAGTAACTGGCCCCTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTC 
CGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAGATAAGTCTGATGTGAAAGCCCCCGGCTTAACCGAGGAATTGCATCGGAAACTGTGTTTCTTGAGTGCA 
GAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCG 
AAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTCCGCCTCTCAGTGCTGCAGCTAACGCA 
TTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGGTCTTGACATCTAGTGCCATCCTAAGAGATTAGGAGTTCCCTTCGGGGACGCTAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTATTAGTTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAGCGAGCCTGCGAAGGCAAGCGGATCTCTTAAAG 
CTGTTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGTACGAAGCTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGAAGTCTGCAATGCCCGAAGCCGGTGGCCTAACCACTTATGTGGAAGAGCCGTCTAAGGCAGGGCAGATGACTGGGGTGAAGTCG 
TAACAAGGTAGCCGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCG 
AGCGAGCAGAACTAACAGATCTACTTCGGTAGTGACGTTTCGGAAGCGAGCGGCGGATGGGTGAGTAACACGTGGGTAACCTGCCCTTAAGTCTGGGATACCATT 
TGGAAACAGGTGCTAATACCGGATAACAACATTGATCGCATGATCGATGCTTGAAAGGCGGCGTAAGCTGTCGCTAAAGGATGGACCCGCGGTGCATTAGCTAGT 
TGGTAAGGTAACGGCTTACCAAGGCAACGATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAG 
TAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGT 
AGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGG 
GCGTAAAGCGAGCGCAGGCGGAAGAATAAGTCTGATGTGAAAGCCCTCGGCTTAACCGGGGAAGTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGT 
GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTA 
GCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTCCGCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCG 
CCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCA 
GGTCTTGACATCTAGCGCAATTCGTAGAGATACGAAGTTCCCTTCGGGGACGCTAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAGCAAACCTGCGAAGGCAAGCGAATCTCTGAAAGCTGTTCTCAGTT 
CGGACTGTAGGCTGCAACTCGCCTACACGAAGCTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGAAGTCTGCAATGCCCAAAGCCGGTGGCCTAACCTTCGGGAAGGAGCCGTCTAAGGCAGGGCAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGT 
AGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACTCTGGTA 
ATGATTGGTGCTTGCATCATGAATTACATTTGAGTGAGTGGCGAACTGGTGAGTAACACGTGGGAAACCTGCCCAGAAGCGGGGGATAACACCTGGAAACAGATG 
CTAATACCGCATAACAACTTGGACCGCATGGTCCGAGTTTGAAAGATGGCTTCGGCTATCACTTTTGGATGGTCCCGCGGCGTATTAGCTAGATGGTGAGGTAAC 
GGCTCACCATGGCAATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 


CACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCA 
GGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAG 
CGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAAGTGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGT 
GTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGTATGGGTAGCAAACAGGATT 
AGATACCCTGGTAGTCCATACCGTAAACGATGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTAC 
GGCCGCAAGGCTGAAACTCAAAGGAAT TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATA 
CTATGCAAATCTAAGAGATTAGACGTTCCCTTCGGGGACATGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTATTATCAGTTGCCAGCATTAAGTTGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAACTCGCGAGAGTAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGC 
TGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAG 
TTTGTAACACCCAAAGTCGGTGGGGTAACCTTTTAGGAACCAGCCGCCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACANNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCAAAGGGAGCTTGCTCCTGGAGGTT 
AGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACATCGAGAAATCGGTGCTAATACCGGATAATAAAAAGAACTGCATGGTTCTT 
TTTTGAAAGATGGTTTCGGCTATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGT 
GAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAGTGCCGTTCGAAAGGGCGGCACCTTGACGGTACCTAACGAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCCC 
GGCTCAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACC 
AGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAGGTGTTAGGGGTTTCGACGCCCTTAGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACCCTAGAGATAGGGCTTTCCCCTTCGG 
GGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCA 
GTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGA 
TGGTACAAAGGGTTGCGAAGCCGCGAGGTGAAGCCAATCCCAGAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTT 
GGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTCTCCCGAATGCTTGCATTCAATTGAAAAGAGGAGTGGCGGACG 
GGTGAGTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAACAGTCGGAAACGATTGCTAATACCGCATATACGAGAAACCGCATGGTTTCTTTGTAAAAGGTG 
GCTTTCATGCTACCACTTATGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAATGATACGTAGCCGACCTGAGAGGGTGATCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAA 
GGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGTAGGAGAGTAACTGCTCCTGCCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCG 
GGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAG 
GCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTG 
GAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTATTAGTTGCCATCATTTAGTTGGGCACTCT 
AATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAG 
TCGCAAAACCGCGAGGTTAAGCTAATCTCTTAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCA 
GCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGAGGTAACCTTTTAGGAGCCAGCCG 
TCTAAGGTGGGATAGATAATTGGGGTGAAGTCCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCCCTTCGGGGGAGTGGCAGACGGGTGAGTAACGCGTGGGAACATACCTTTCGGTTCGGAA 
TAGCCCCGGGAAACTGGGTGTAATACCGGATACGTCCTTAGGGAGAAAGATTTATCGCCGAAAGATTGGCCCGCGTTAGATTAGGTAGTTGGTGAGGTAAAGGCT 
CACCAAGCCTACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGAGGAATCTTGGACA 
ATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCAGCAGGGAAGATAATGACGGTACCTGCAGAAGAAGCCC 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCTCGTAGGCGGATTGGTCAGTCAGGGGTGAA 
AGCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGCCAGTCTTGAGTTCGGGAGAGGTGAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTCGGTG 
GAACACCAGAGGCGAAGGCGGCTCACTGGACCGATACTGACGCTGAGGAGC GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
ATGAGAGCTAGTTGTCTGGCAGCATGCTGTTAGGTGACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACATACCAATCGCGATTTCCGGAGACGGATTTCTTC 
AGTTCGGCTGGATTGGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCGTTAGTTGCCA 
GCAGGTTTGGCTGGGCACTCTAACGGGACCGCCGGTGTCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGTAGGGCTACACACGTGC 
TACAATGGCAGTGACAGAGAGCTAATCTCAAAAAACTGTCTCAGTTCGGATTGTCTTCTGCAACTCGAAGGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAG 
CATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTATTACCCGACGACGCCGCGCTAACCTTCGGGAGGCAGGCGGC 
CACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACACAAGGGAGCTTGCTTCTGAGGTGACGAGCGGCGGACGGGTGAGTAATGCCTAGGG 
ATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAACC 
TAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCASACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTA 
GGGAGGAAAGGTGATGTGTTAATAGCACATTGCTGTGACGTTACCTACAGAAGAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGC 
GTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGTTAAGCCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGGAACTGGCGAACTAG 
AGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCA 
TGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGACTTAGTCACTGGGCTCCCAAGCTA 
ACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAA 
CGCGAAGAACCTTACCTACTCTTGACATCCACAGAAGAGACCAGAGATGGACTTGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCACGTAATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGG 
AAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGTTGCAAAGCCGCGAGGTGGAGCTAATCT 
CACAAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTTCGGGAGAACGCTCACCACTTTGTGGTTCATGACTGGGGTGAA 
GTCGTAACAAGGTAGCCCTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGACGAACGCTGGCGGCGTGCTTAA 
CACATGCAAGTCGAACGATGAAGCGGAAAGTTTTCTTTTTGTGGATTAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCTCTTCTCTGGGATAAGCCTT 
GGAAACGGGGTCTAATACTGGATATTCTGCTTTAACCGCATGGTTTTTGTTGGAAAGGGTTTCTGGTGGGGGATGGGCTCACGGCCTATCAGCTTGTTGGTGGGG 
TGATGGCCTACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 


ATTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCTTTCGGGTTGTAAACTCCTTTCAGTACAGAAGAAGCGTAAGTGACGGTATGT 
GCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCG 
CGTCTGCTGTGTAAGACCGGGGCTTAACTCCGGGGCTGCAGTGGGTACGGGCAGGCTAGAGTGCGGTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGGAATGCG 
CAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CATGCCGTAAACGTTGGGCACTAGGTGTGGGGCCTTTCCACGGGTTCTGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGGAATACTGCAG 
AGATGTGGTAGCCTTCGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTG 
TGTTGCCAGCACGTTATGGTGGGGACTCACGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTC 
ACGCATGCTACAATGGCTGGTACAGAGGGATGCGATTCCGTGAGGTTGAGCGGATCCCTTAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATG 
AAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAG 
CCCGTGGCCTAACTTTTTGGGGGAGCGGTCGAAGGTGGGATTAGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAATACATGCAAGTCGAACGGCAGCACAGTGGAGCTTGCTCCATG 
GGTGGCGAGTGGCGGACGGGTGAGGAATACGTGGGAATCTGCCCAGTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATGCGCCCTTCGGGGGAAAG 
CCGGGGACCTTCGGGCCTGGCGCGATTGGATGAGCCCACGTCGGATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGA 
TGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAG 
TGAAGAAGGCCCTCGGGTTGTAAAGCTCTTTTGTCCGGAAAGAAAAGCATCGGGTTAATACCCCGGTGTTCTGACGGTACCGGAAGAATAAGCACCGGCTAACTT 
CGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTCGTTAAGTCTGATGTGAAAGCCCTGGGC 
TCAACCTGGGAATGGCATTGGAAACTGGCGGACTGGAGTGCGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGT 
GGCGAAGGCGGCTACCTGGACCAGCACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTG 
GATGTTGGGTGCAACTTGGCACTCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGCAGAACCTTACCTGGCCTTGACATGCACGGAAGCTTCCAGAGATGGGAGTGTGCCTTCGGGAAC 
CGTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGT 
GGGAACTCTAAGGAGACCGCCGGCGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTGGG 
GACAGAGGGCTGCGATGCCGCGAGGCGGAGCCAATCCCAGAAACCCCATCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAAT 
CGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCTGTTGCACCAGAAGCASGTAGCTTAACCGCAAGG 
AGGGCGCTTGCCACKGTGTGGCCGATSACTGGGGTKAAGTCGTAAYAACGTAACCRTATCSGAASGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNCGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCTCTCTTCGGAGAGAGTGGCGCACGGGTGAGTAACACGTGGGAACCTACCCTGAGG 
TGCGGAACAACCGTTGGAAACGACGGCTAATACCGCATATCCCCTACGGGGGAAAGATTTATCGCCTTAGGATGGGCCCGCGGTCGATTAGCTAGTTGGTGAGGT 
AAAGGCTCACCAAGGCGACGATCGATAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGGTGGGACGATGATGACGGTACCACCAGAA 
GAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGATTTACTGGGCGTAAAGCGCGCGTAGGCGGTTATGCCAGTCAG 
AGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGCATGACTTGAGTTCGGGAGAGGGGTATGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATA 
TTGGGAAGAACACCAGTGGCGAAGGCGGTGCCCTGGCCCGAGACTGACGNTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGAGTGCTAGATGTNGGGGCGCATGCGTNCTCGGTGTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGTGACAGCTCTGGAGACAGAG 
TCTTCCCTTCGGGGACACGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTCAGTT 
GCCATCAGTTCGGCTGGGCACTCTGAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACG 
TGCTACAATGGCGACTACAATGGGCAGCGACACGGCGACGTGAAGCTAATCTCCAAAAGTCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGTCG 
GAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGCGTGCTTAACACATG 
CAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTA 
ATACCGGATATGACTCCTGCTCGCATGGGTGGGGGTGGAAAGGTTGGTTTTCCTTCCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGC 
CTACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGC 
AATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTTACCACTCACGCAGGCCTTGGGTTTTCCTGGGGTTGAC 
GGTAGGTGGTGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
CCTGTCGCGTCTGCTGTGAAAGTCCGGGGCTTAACTCCGGGTGTGCAGTGGATACGGGCAGGCTTGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTG 
AAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCGGTAAT 
CCTCCAGAGATGGGGGGTCCTTCGGGGATCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGTTCCATGTTGCCAGCACGTGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCT 
TGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCGTGCGATGTCGTGAGGCGGAGCGAATCTCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTC 
GACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAA 
CACCCGAAGCGCGTGGCCTAACCCTTCGGGGAGGGAGCGTGTGAAGGTGGGGCTGGTGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTG 
GATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGCGTGCCTAATACATGCAAGTCGAACGAACCKYGACGAGAACTTGT 
TCTGGTCMAGGTTAGTGGCGCACGGGTGAGTAACACGTGGGGAACCTGCCCTTTAGTGGGGGATAACAGTCGGAAACGACTGCTAATACCGCATAGACAATTTAA 
CCGCCTGGTTAAGTTGGGAAAGGTGCTACGGCATCATTAAAGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCSATGATGCATAG 
CCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGRCGCAAGTCTGACGGAG 
CAACGCCGCGTGTGTGAAGAAGGTTTTCGGATCGTAAAGCACTGTTGTTAGAGAAGAACGGCTACTAKAGGAAATGYTAGTAGATTGACGGTATCTAACCAGAAA 
GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGTGGTTTCTTAAGTCTGATG 
TGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATAT 
GGAGGAACACCAGTGGCGAAAGCGGCTTTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTTCAGTGCTGGCGTTAACGCAATAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTCTTGCATATCTTAGAGATAAGAGA 
AACCCTTCGGGGCAAGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATAACTAGTTGCC 
AGCATTCAGATGGGGACTCTAGTTAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCT 
ACAATGGATGGTACAACGAGTCGCTAACTCGCAAGAGCATGCCAATCTCTAAAAGCCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCCGGAA 
TCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGCCT 
AACCAATAGGAGGGAGCCGTCGAAGGTGGGATGGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTGGCTTGCTGGGGTGCTCGAGTGGCGAACGGGTGAGTA 
ACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATAGGAATCGCATGTTGGTGTGTGGTTGGAAAGCTTTTGCGGTAT 
GGGATGAGCTTGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGAACGGCCACATTGGGACTGAGATA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACT 
CCTTTCGCCAGGGACGAAGCTTTTGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGA 


ATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGTAAGTCCATGGCTTAACTGTGGGGTTGCAGGCGATACGGGCATAACTTGAGTGCTGTA 
GGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCAGTTACTGACGCTGAGGAGCGAAA 
GCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGTCCCTTCCACGGGGTTTGTGCCGTAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGA 
ACCTTACCTGGGCTTGACATGAACAGGATCGCCGCAGAGATGTGGTTTCCCTTGTGGTCTGTTTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGTTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCAATTCGGTTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAGCGCGTGTGCGAGCTTGTGAGAGTGAGCTAATCGCTGAAAGCCG 
GTCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGGTTCTTTCTTTTGGAAG 
CTTGCTTCCGATCGAGAGAATAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAACATCCGGAAACGGGTGCTAATACCGCATAGT 
TTTTTTGATCGCATGATCGAGAAAGGAAAGACGGCCTTTGTGCTGTCGCTTATGGATGGACCCGCGGCGTATTAGTTAGTTGGTGAGGTAATGGCTCACCAAGAC 
GATGATACGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAA 
AGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTCAGAGAAGAACAAGTCGGAGAGTAACTGCTCCGGCCTTGACGGTA 
TCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCC 
TTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAAGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAAT 
GCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTG 
AAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACAATCCT 
AGAGATAGGACTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCT 
ATTGTTAGTTGCCAGCATTCAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGG 
CTACACACGTGCTACAATGGATGGTACAACGAGCAGCAAGACCGCGAGGTCAAGCGAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTA 
CATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCG 
AAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTGCTTGCAGGGTACTCGAGT 
GGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATATAACCTTCCTTTAGTGTGGGGGGTGG 
AAAGTTTTTTCGGTACGAGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCA 
CATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGC 
CTTCGGGTTGTAAACCTCTTTCGCTAGGGACGAAGCCATCCTTTGGGGGTGGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGG 
CGATACGGGCAATACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTG 
GGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTAGGGGTCTTCCAC 
GACTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACGAGATCGCCGCAGAGATGTGGTTTCCCTTGTGGTTCGTATACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATGAGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGTTGCCAGCCCG 
TAAGGGTGCGCTAATCGCTGAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCCAACCCTTGTGGGGGGAGCTGTCGAAGGTGG 
GATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACG 
CTGGCGGCAGGCCTAACACATGCAAGTCGAACGGAAACATGTCTAGCTTGCTAGATGATGTCGAGTGGCGGACGGGTGAGTAATGCTTGGGAACTTGCCTTTGCG 
AGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTTCGGACCAAACRGGGCTTCGGCTCYGGCGCAAAGAGAGGCCCAAGTGAGATTAGCTAGTT 
GGTGAGGTAAAGGCTCACCAAGGCAACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAGCACTTTCAGTTGTGAGGAAAAGTTAGTAGTTA 
ATACCTCAGCCGTGACGTTAACAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA 
AAGCGCACGCAGGCGGTTTGTTAAGCTAGATGTGAAAGCCCCGGGCTCAACCTGGGACGGTCATTTAGAACTGGCAGACTAGAGTCTTGGAGAGGGGAGTGGAAT 
TCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACTCCCTGGCCAAAGACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACACCGTAAACGCTGTCTACTAGCTGTTTGTGACTTTAAGTCGTGAGTAGCGAAGCTAACGCGATAAGTAGACCGCCTGGG 
GAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTT 
GACATGTTGAGAAGTTACYAGAGATGGTTTCGTGCCTTCGGGAACTCAAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTYAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCATATACAGAGGGATGCGAGAACAGTGATGTGGAGCGGACCCCTTAAAGTATGTCGTAGTCCGGAT 
TGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGAATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGATGCAAAAGAAGTAGTTAGTTTAACCTTCGGGAGAACGATTACCACTTTGTGTTTCATGACTGGGGTGAAGTCGTAACAAGGTAACCCTAGGGG 
AACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGG 
TAACGACCACTTCGGTGGGGCGACGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTACCCAGCAGAGGGGGATAGCCCGGGGAAACCCGGATTAATACCGCAT 
ATTCTCTAAGGAGGAAAGGGGGCTTCGGCTCTCGCTGTTGGATGAGCCTGCGTAGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTTTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCC 
ATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGTGAGGAAGGCCATAAGGTTAATACCCTTATGGATTGACGTTAACCACAGAAGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGCTAAGCGAGATGTG 
AAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAGACTAGAGTACAGTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGGA 
AGGAACATCAGTGGCGAAGGCGGCCACCTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGAGAACTAGCCGTTGGGATACTTGATATCTTAGTGGCGCAGCTAACGCGATAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATCCTGCGAACTTTCGAGAGATCGATTGGTG 
CCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCCTATTTGCCAG 
CACTTCGGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTA 
CAATGGGACATACAGAGGGTCGCGAAGCCGCGAGGTGGAGCCAATCTCAGAAAATGTCTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAAT 
CGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGTAGGTAGCTTA 
ACCTTCGGGAGGGCGCTTACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCATGGCTCAGATTGAACGCTGGCGG 
CAGGCCTAACACATGCAAGTCGAGCGGTAACAGGTCCAGCTTGCTGGACGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTACCCAGTCGTGGGGGA 
TAACCTGGGGAAACCCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCGGGGGCTCTTCGGACCTCGCGCGATTGGATGAGCCTATGTCGGATTAGCTGGTTG 
GTGGGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAGGCTTGTCGGCC 
AATACCCGGCAAGAGCGACATCACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGC 
GTAAAGCGCGCGTAGGCGGCTTGTCACGCCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACGGGCAGGCTAGAGTGCAGGAGAGGAAGGTAG 


AATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTCCCTTGAGGACTTAGTGGCGCAGTTAACGCGATAAGTCGACCGCCT 
GGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACC 
CTTGACATCCTGCGAACCCGGAAGAGATTCCGGGGTGCCTTCGGGAGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAG 
TCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGT 
CATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAAGCCGCGAGGTGAAGCCAATCCCAGAAAGCCGGCCTCAGTCCG 
GATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGCATCAGAATGGCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACCTTCGGGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAG 
GGGAACCTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCATGGCTCAGATTGAACG 
CTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATCCTAGCTTGCTAGGAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTACCCAGTCG 
TGGGGGATAACCTGAGGAAACTCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCGGGGGCTCTTCGGACCTCGCGCGATTGGATGAGCCTATGTCGGATTAG 
CTTGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAAAGCGT 
GCCGGCCAATACCCGGTACGGACGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATT 
ACTGGGCGTAAAGCGCGCGTAGGCGGCTTGTCACGCCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACGGGCAGGCTAGAGTGCAGGAGAGG 
AAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCGT 
GGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTCCCTTGAGGACTTAGTGGCGCAGTTAACGCGATAAGTCG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTACCCTTGACATCCTGCGAACCCGGAAGAGATTCCGGGGTGCCTTCGGGAGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTG 
GGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGAC 
GTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAAAGCGCGAGCTGAAGCTAATCCCGAAAAGCCGGTCT 
CAGTCCGGATCGGAGTCTGCAACTCGACTCCGCGAAGTCGGAATCGCTAGTAATCGTGCATCAGAATGGCACGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGAAGTGGACTGCACCAGAAGTGGTTAGCTTAACCTTCGGGAGAGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAG 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGA 
CTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATATCCACGGTCTACCGCATGGTGGGTTGTGGAAAGTTTTTCGGTCTGGGATGGGCTCGCGGCCTATC 
AGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCG 
AAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTC 
GTAGGCGGCTTGTCGCGTCGGCTGTGAAATCCCGTGGCTCAACTGCGGGCTTGCAGCCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGCTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATC 
ACCGCAAAACTTCCAGAGATGGGAGGTCCTTCGGGGGCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTTCGATGTTGCCAGCGGGTTATGCCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCC 
TTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCT 
GCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAG 
TCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 
CGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCG 
AACGCATCCTTCGGGGTGAGTGGCAGACGGGTGAGTAACACGTGGGAACGTACCTTTTGGTTCGGAACAACTGAGGGAAACTTCAGCTAATACCGGATACGCCCT 
TATGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGA 
TCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCTTAGGGTTGTAAAGCTCTTTTATCCGGGACGATAATGACGGTACCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGG 
GGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAATTGCCTTTGATACTGG 
GTGTCTCGAGACCGGAAGAGGTAAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTTACTGGTCCGGTTCT 
GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGACAGCTTGCTGTTCAGTGGC 
GCAGAAAACTCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGCAGAACCTTACCAGCTCTTGACATGTCTCGTTTGGTTACCGGAGACGGTATCCTTCAGTTCGGCTGGCGAGAACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATA 
AGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGCAGCGAAGGGGCGACCTG 
GAGCTAATCCCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGTTACGC TAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGAAACATGTCTAGCTTGCTAGATGATGTCGAGTGGCGGACGGGTGAGTAA 
TACTTAGGAACATGCCTTTGGGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAACGTCTACGGACCAAAGGGGGCTTCGGCTCCCGCCCAGAGAGTG 
GCCTAAGCGAGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACACTGGAACTGAGACACGGTCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCA 
GTTGTGAGGAAAGGTTAACGGTTAATACCCGTTAGCTGTGACGTTAGCAACAGAAGAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCG 
AGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGCTAGATGTGAAAGCCCTGGGCTCAACCTGGGAATTGCATTTAGAACTGGCAGGC 
TAGAGTTTTGGAGAGGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACTCCCTGGTCAGTAACTGACGC 
TCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGCTGTCTACTAGCTGTTTGTGGATTTAATCCGTGAGTAGCGAAG 
CTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATG 
CAACGCGAAGAACCTTACCTACTCTTGACATACTTGGAATTTAGCAGAGATGCTTTAGTGCCTTCGGGAACCAAGATACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCCTTAAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAG 
GAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGAGTACAGAGGGAAGCAAACTTGCGAGAGTAAGCGGATC 
CCTTAAAGCTCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGCTAGTTTAACCTTCGGGAGGACGGTTACCACTTTGTGATTCATGACTGGGGTGA 
AGTCGTAACAAGGTAACCCTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGACGAACGCTGGCGGCGT 
GCCTAATACATGCAAGTCGAGCGGACCGGATCGGAGCTTGCTCTGGTTTGGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGCAAGACCGGGATA 
ACTCCGGGAAACCGGGGCTAATACCGGATAACACCGAAGACCGCATGGTCTTTGGTTGAAAGGCGGCCTTTGGCTGTCACTTGCGGATGGGCCCGCGGCGCATTA 
GCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTGAGGGACGAAGGAG 
CGCCGTTCGAAGAGGGCGGCGCGGTGACGGTACCTCACGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAA 
TTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGGAGA 


GGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGCAACTGACGCTGAGGCGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTCACACCCTTTAGTGCTGCAGCTAACGCGATAAG 
CACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAGGTCTTGACATCCCCTGACAACCCAAGAGATTGGGCGTTCCCCCTTCGGGGGGACAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCACGGAGGTGGGCACTCTAGAGGGACTGCCGGCGACAAGTCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGC 
CGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCACGAGAGCTTGCAACACCCGAAGTCGGTGAGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGGCAAGTGATTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCTTAACACAT 
GCAAGTCGAGCGGGGATTGGGTGCTTGCACCTAATCTTAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCATTTAGTGGGGGACAACATTCCGAAAGGGAT 
GCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTAAATGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACC 
AAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGG 
GCGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGGACTTTAAGCGAGGAGGAGGCTACCTGGATTAATACTCTAGGATAGTGG 
ACGTTACTCGMAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGC 
GGCTGATTAAGTCGGATGTGAAATCCCTGAGCTTAACTTAGGAATTGCATTCGATACTGGTCAGCTAGAGTATGGGAGAGGATGGTAGAATTCCAGGTGTAGCGG 
TGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGTCGCAA 
GACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATAGTAGAAAC 
TTTCCAGAGATGGATTGGTGCCTTCGGGAATCTACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTTTCCTTACTTGCCAGCATTTCGGATGGGAACTTTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGG 
CCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACT 
CGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTG 
CACCAGAAGTAGGTAGTCTAACCTTAGGGGGGACGCTTACCACGGTGTGGCCGATGACTGGGACGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCACCAGCTTGCTGGTGTGGATGAGTGGC 
GAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATACGACTTCCTGCCGCATGGCATGGGAGTGG 
AAAACGTTTGTAGTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAC 
GGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGG 
GCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAAC 
TGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCG 
CGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACTAGTAACGGCCAGAGATGGTCGCCCCTCTTTGAGGCTGGTTCACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCGTGGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGT 
GGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATCGTGGTCTGCAACTCGACCACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGAAGAAAGCTTGCTTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTT 
GGGTATCTGGCTTATGGAGGGGGATAACTACGGGAAACTGTAGCTAATACCGCGTAGTATCGGAAGATGAAAGTGTGGGACCGTAAGGCCACATGCCATAGGATG 
AGCCCAAGTGGGATTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACCGGGACTGAGACACGGCCC 
GGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTC 
GGTAGCGAGGAAGGCATTTAGTTTAATAGACTAGATGATTGACGTTAACTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGC 
GAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGACTTTTAAGTGAGGTGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTCAGACTGGGAGT 
CTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAATGTACTGACG 
CTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTGGGGATTGGGCTTAATGCTTGGTGCCCGTAGC 
TAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGC 
AACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTTCAGAGATGAATTGGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTTGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAG 
GAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGTATACAGAGGGAGGCGAAGCAGCGATGTGGAGCGAATC 
CCAGAAAGTGCGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTATGATTCATGACTGGGGTGA 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAA 
GGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATACGACC 
CTTGGCCTCCTGGCCGGGGGTGGAAAGTTCTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCC 
GGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCG 
ACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCGGAGTTCTCTTCGGGTTGACGGTAGGTGGGGAATAAGGACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAAAGAC 
CGGGGCTTAACTCCGGTTTGGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAC 
ACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGG 
GCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACTCGCAGAGATGTGAGGTCATTTG 
GTTGGCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTA 
CTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATG 
GCCGGTACAATGGGCGTGCGATGCCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCT 
AGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGCGGCCTAACC 
CCTTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAACCGTACCGGAAGGTGCGGCTGGANNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCGAAC 
GGGTGAGTAATACATCGGAACGTGCCCAGTAATGGGGGATAGCTCGGCGAAAGCCGGATTAATACCGCATACGCCCTGAGGGGGAAAGTGGGGGACCGCAAGGCC 
TCACGTTATTGGAGCGGCCGATGGCTGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGCGAAGAAGGCCTTCGGG 
TTGTAAAGCACTTTTGTCAGGGAAGAAATCCTTTGGGCTAATACCCTAGGGGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAATTGCA 
TTTGTGACTGCACGACTAGAGTGTGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCAATGGCGAAGGCAGCCCCCT 


GGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTTACT 
TCCTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATG 
TGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGCAGGAACTTTCCAGAGATGGATTGGTGCTCGAAAGAGAACCTGCACACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAG 
GTGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCA 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTG 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGGTTTTCAGCAATGGAGATCTTAGTGGCGAACGGGTGAGTAACGCGTAAA 
CAACCTGCCTCATAGATGGGGACAACACCGCGAAAGTGGTGCTAATACCGAATGTTTTAACTAAGCCGCATGGCAGAGTTAATAAAGGTGGCCTCTAAATTATGC 
TACCGTTATGAGAGGGGTTTGCGTCTGATTAGCTAGTTGGCGGGGTAATGGCCCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGA 
TCGTAAAGCTCTGTCTTTTGGGACGAATGTAGACTGTGTAAATAATGCAGTTTAATGACGGTAC TAAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTTGTAAGTCTGACTTAAAAGTGCAGGGCTCAACCCTGTGAGGGG 
TCAGAAAACTATGGATCTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTTTC 
TGGACTGTGTCTGACGCTGAGGCGCGAAAGCCAGGGGAGTGAACGGGATTAGATACCCCGGTAATCCTGGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCG 
ACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGT 
ATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATTGAGTGAAATGTTAAGAGATTAGCACCTCTCCTTCGGGAGACATGAAACAGGTGGT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTATGTTGCCAGCACGTAAAGGTGGGAACTCATGGGAG 
ACTGCCGCAGAGAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGCTTAAACAGAGGGAAGCG 
AAGCCGCGAGGCAGAGCGAACCCCGATAAATAAGCTCTCAGTTCGGATCGCAGGCTGCAACTCGCCTGCGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCAT 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGAAACACCCGAAGCCGGTGGGGTAACCGCAAGGAGCCAGCCGTCGAA 
GGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCC TAACACATGCAAGTCGAACGGAGAGTTAGCAATAACTCTTAGTGGCGAACGGGTGAGTAACGC 
GTAGACAACCTGCCTCTAAACTGGGGACAACACCGCGAAAGTGGTGCTAATACCGAATGTGGTAACTTGGCTGCATGGCTGAGTTAAGAAAGATGGCCTCTACCT 
GTAAGCTATCGTTTAGAGATGGGTCTGCGTCTGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTC 
TTCGGATTGTAAAGCTCTGTCGTTTGGGACGAACGTGGATTGTGTGAATAATGCAGTCTAATGACGGTACCAAAGGAGGAAGCCACGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGTGTAGGTGGATTCTTAAGTCGTGTGTCTAAGTGCGGTGCTCAACACCGT 
ATGGGCGCAGGAAACTGGGAATCTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCG 
ACTTTCTGGACTGTGTCTGACACTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGAGG 
GTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATTGAGTGAAAGATCTAGAGATAGATCCCTCCCTTCGGGGACACAAAAACAG 
GTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAAAGGTGGGAACTCAA 
GGGAGACTGCCACAGACAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGCTTAAACAAAGTG 
AAGCAAGACCGCGAGGTTGAGCCAAACACATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCCTCCGTGAAGTCGGAATCGCTAGTAATCGCAGGTCA 
GCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCACGAAAGTTGGCAACACCCGAAGCCGGTGGGGTAACCAGAAATGGAACTAGCC 
GTCTAAGGTGGGGTCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGTAAGTAGCAATACTTACTTAGTGGCGAACGGGTGAGTAACG 
CGTAGACAACCTGCCTCTAAAATGGGGACAACACCGCGAAAGTGGTGCTAATACCGAATGTGGTATCTCGGTTGCATGACCGAGATAAGAAAGATGGCCTCTACA 
TGTAAGCTATCGTTTAGAGATGGGTCTGCGTCTGATTAGCTAGTTGGTGAGGTAATAGCTCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGC 
CTTCGGGTCGTAAAGCTCTGTCGTTTGGGACGAACGTGTTCCATGCAAATAGTGTGGAATAATGACGGTACCAAAGGAGGAAGCCACGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGTGTAGGTGGATTTTTAAGTCGTGTGTCTAAGTGCGGAGCTCAACTCCG 
TATAGGCGCAGGAAACTGGGAATCTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGC 
GACTTTCTGGACTGTGTCTGACACTGAGGCGCGAAAGCTAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGGGTACTAGGTGTAGAG 
GGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATTGAGTGAAAGATTAAGAGATTAGTTCCTCTCTTCGGAGACACAAAAACA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAAAGGTGGGAACTCA 
AGGGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGC TACACACGTACTACAATGGGCTTAAACAAAGC 
GCAGCAAGACCGCGAGGTTGAGCGAAACGCATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCCTCCGTGAAGTCGGAATCGCTAGTAATCGCAGGTC 
AGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGCAACACCCGAAGCCGGTGGGGTAACCAGAAATGGAACTAGC 
CGTCTAAGGTGGGGTCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGAGTTAGTAATAACTCCTAGTGGCGAACGGGTGA 
GTAACGCGTAGACAACCTGCCTCTAAGCTGGGGACAACACCGCGAAAGTGGTGCTAATACCGAATGTGATATCTTGGTCGCATGACTGAGATAAGAAAGATGGCC 
TCTTTACAATGCTATCGATTAGAGATGGGTCTGCGTCTGATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAAC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAG 
AAGGTTTTCGGATCGTAAAACTCTGTCGTTTGGGACGAACGTATCCAGTGTAAATAATGCGGGGTAATGACGGTACCAAAGGAGGAAGCCACGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGTGTAGGTGGATGATTAAGTCTTGTGTCTAAGTGCGGAGCTCAA 
CTCCGTATGGGCGCGGGAAACTGGTTGTCTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCG 
AAGGCGACTTTCTGGACTGTGTCTGACACTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTG 
TAGAGGGTATCGACCCCTCTGTGCCGCAAGCAAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATTGAGTGAAAGTTCTAGAGATAGAATGTTCCCTTCGGGGACACAA 
AAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGCGTAATGGTGGGA 
ACTCAAAGGAGACTGCCGCAGAGAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGCTTAAAC 
AAAGTGAAGCAAGACCGCGAGGTCAAGCCAACCACATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCCTCCGTGAAGTCGGAATCGCTAGTAATCGC 
AGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGACAACACCCGAAGCCGGTGGCTTAACCGCCAAGGAGA 
GAGCCGTCTAAGGTGGGGTCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCGCTTTCGGGTGGTGGATGAGTGGCGAA 
CGGGTGAGTAACACGTGGGCAATCTGCCCTGTACTCTGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATGGGACACTGCTTCGCATGGGGTGGTGTGGAAAG 
CTTCGGCGGTACGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTC 
GGGTTGTAAACCTCTTTCGCCCGGGACGAAGCGTCACAGTGACGGTACCGGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 


GAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCACGTCTGCCGTGAAAACCTGCGGCTTAACCGTGGGCGTGCGGTGGATACGGGCACA 
CTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGACGCTGTTCACGTGTCCCGTGCCG 
TAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGATCGCCTCAGAGATGGGGTTTCCCTTGTGGCTGGTGCACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCGTGGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGTGGCGAGACCGTGAGGTGGAGCGA 
ATCCCTTAAAGCCGGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCTCACGGCCCAACCGTTCGCGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTG 
GGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAG 
GCTTAACACATGCAAGTCGAGCGGGGAAAGGTACCTTGCTACCTGACCTAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACGTT 
CCGAAAGGAACGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTAATAGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGT 
AAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGCGGAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTCCTTTAGTTAATACCT 
AAAGAGAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAG 
CGTGCGTAGGCGGCTTTTTAAGTCGGATGTGAAATCCCTGAGCTTAACTTAGGAATTGCATTCGATACTGGAAAGCTAGAGTATGGGAGAGGATGGTAGAATTCC 
AGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAG 
TACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGAC 
ATACTAAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTTAGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTTTCCTTATTTGCCATCGGGTAATGCCGGGAACTTTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCA 
TGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACCTCGCGAGAGGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATCG 
CAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTTGTTGCACCAGAAGTAGGTAGTCTAACCGCAAGGAGGACGCTTACCACGGTGTGGCCGATGACTGGGACGAAGTCGTAACAAGGTANNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGG 
AGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCAGCTCTACGGAATAACTCAGGGAAACTTGTGCTAATACCGTATACGTCCGATAGGAGAAAGATTTATC 
GGAGTTGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGT 
AAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGA 
ATTACTGGGCGTAAAGCGCACGTAGGCGGATACTTAAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTAATACTGGGTATCTCGAGTCCGAGAG 
AGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGAAGCTAGCCGTTGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCATTAAGC 
TTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACC 
TTACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATTCCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGG 
GATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGC TACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGC 
CATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGCTGCGCTGACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACCTGCGGCTGGATCCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAACGCTGGCG 
GCATGCCTAATACATGCAAGTCGAGCGAATGACGAAGAAGCTTGCTTCTTCTGATTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGATTGG 
GATAACTCCGGGAAACCGGGGCTAATACCGAATAATCCATTTCCTCACATGGGGAGATGTTAAAAGACGGCATCTCGCTGTCACTACAGGATGGGCCCGCGGCGC 
ATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTGAGGGAAGAA 
CAAGTACGAGAGTAACTGCTCGTACCTTGACGGTACCTCATTAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCG 
GAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAATCCCACGGCTCAACCGTGGAAGGTCATTGGAAACTGGGGGACTTGAGTACAGA 
AGAGGAAAGCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATT TGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAA 
AGCGTTGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATT 
AAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAG 
AACCTTACCAGGTCTTGACATCCCGCTGACCGGCCTAGAGATAGGCTTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGATAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAGAGGGTCGCAACCCCGCGAGGGTGAGCAAATCCCATAAAA 
CCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAANNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCATGCCTAATACATGCAAGTCGAGCGAATGACGAAGAAGCTTGCTTCTTCTGA 
TTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGATTGGGATAACTCCGGGAAACCGGGGCTAATACCGAATAATCCATTTCCTCACATGGGG 
AGATGTTAAAAGACGGCATCTCGCTGTCACTACAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCT 
GAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCC 
GCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTGAGGGAAGAACAAGTACGAGAGTAACTGCTCGTACCTTGACGGTACCTCATTAGAAAGCCACGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAATC 
CCACGGCTCAACCGTGGAAGGTCATTGGAAACTGGGGGACTTGAGTCACGAAGAGGAAAGCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAA 
CACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTTGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
AGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGGCCTAGAGATAGGCTTTTCCCT 
TCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCA 
TTCAGTTGGGCACTCTAAGGTGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAA 
TGGACGGTACAGAGGGTCGCAACCCCGCGAGGGTGAGCAAATCCCATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGC 
TAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACC 
CTTACGGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNCCTGGCTCAGAATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGAGAAAGGGGCTTCGGCCCTGAGTAGAGTGGCGCACGGGTGAGTAAC 
GCGTGGGTAATCTACCCTTGGATTTGGGATAACTCTGCGAAAGTGGAGCTAATACCGGATAGTCTGGCTTTAAATAAGAAGTCGGTAAAGGATGCCTCTGCATAT 
GCATTCGTCCGAGGATGAGCCCGCGTCTCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACGATGAGTAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GAACTGAAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGTGTGAGGGATGAAGGCTTTCG 
GGTCGTAAACCTCTGTCGGAAGGGAAGAACGGGCATTGGTCTAATAGGCCTTTGTTTTGACGGTACCTTTAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 


CGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCCTTGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACT 
GCCTTTGAAACTGCAGGGCTTGAATCCTGGAGAGGGTGGCGGAATTCCTGGTGTAGGAGTGAAATCCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCA 
CCTGGACAGGTATTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGGATACTAGGTGTCGGGGACTT 
GATCTTCGGTGCCGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGTA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATCCTGGGAATCCTGCAGAGATGCGGGAGTGCCCTTCGGGGAATCCAGAGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTCAGTTGCCAGCACATAATGGTGGGCACTCTGTGGAG 
ACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGTGGGTACAAAGGGCAGCGA 
AACCGCGAGGTCGAGCGAATCTCAAAAAACCCATCATAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCCCGGATCAGCATGC 
CGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGTTCTACCCGAAGTCGCCGGACTAACCCTTGGGAGGTAGGCGCCTACGG 
TAGGGCTGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
TCCTGGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGCACGAGAACGCTTCTGCTTGCAGGGGCTAGTAAAGTGGCTCACGGGTGAGTAACGCG 
TGGGTAATCTACCCCCGGATTCGGGATAACCCTCCGAAAGGGGTGCTAATACCGGATGAAGTCATAGGGACTGCGGTTTTTATGATGAAAGGTGGCCTCTCCAAG 
GAAGCTACTGTTTGGGGATGAGCCCGCGTACCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGACAGCGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGAACTGACACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCT 
TCGGGTCGTAAAGCTCTGTCGAGTGGGAAGAAAGTTTATGTGGTGAATATCCATGTGAATTGACGGTACCACAGAAGGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGAGCGCGTAGGCGGTCTTACAAGTCAGGTGTGAAATCCCGGGGCTCAACCCCGGA 
AGGGCATTTGATACTGTAGGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGG 
CTTCCTGGACCAATACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGGTGATCACTAGGTGTAGCGGG 
TATTGACCCCTGCTGTGCCGGAGTTAACGCATTAAGTGATCCGCCTGGGGAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGATTTGACATCCGCGGGATCATTTGGAAACAAGTGAGTGCCCTTCGGGGAGCCGCGAGACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCAGTTACCATCATTCAGTTGGGGACTCTGA 
AGATACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGTTCAGGGCTACACACGTGCTACAATGGGCTGTACAGAGGGTA 
GCGACCTCGCGAGAGCAAGCCAATCCCAAAAAGCAGTCCTTAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGC 
ACGCCGCGGTGAATACGTCCCGGGTCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTTGTTCCAGAAGTTGTTGGGCTAACCCGCAAGGGAGGCAGGCAC 
CTAAGGTATGGCTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGAT 
CCTGGCTCAGATTGAACGCTGGCGGGATGCTTTACACATGCAAGTCGGACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGG 
AACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTGGCTAATACCGCATACGCCCTACGGGGAAAGCGGGGGACCTTCGGGCCTCGCACTATTGGAGCGGCC 
GATATCGGATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCA 
GGAAAGAAACGGCGCCACGTAATACCTGGCGCTAATGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGC 
GTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGAGCTTAACTTTGGAACTGCATTTTTAACTACCGGGCTAG 
AGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCA 
TGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGCCTTAGTAGCGCANCTAAC 
GCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACG 
CGAAAAACCTTACCTACCCTTGACATGTCTGGAATCCCGAAGAGATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTTGCCAACCCGCGAGGGGGAGCCAATCTCAGAAAC 
CCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGATTCATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGGATGCTTTAC 
ACATGCAAGTCGAACGGCAGCACAAGAGAGCTTGCTCTTTTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGGGATAACTGGC 
CGAAAGGTCAGCTAATACCGCATATACCCTAAGGGGGAAAGGAGGCTTTTAGCTTTCACTACTGGAGCGGCCGATATCAGATTAGCTAGTTGGTGGGGTAAAGGC 
TCACCAAGGCAGTGATCTGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGAC 
AATGGGGGCAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTATCAGGGAAGAAAAGCTACAGGATAATACCCTGTAGT 
GCTGACGGTACCTGAGGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGC 
AGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGGGCTCAACCTTGGAACTGCATTTTTAACTAACGGACTAGAGTACGTCAGAGGGGGGTGGAATTCCACGTGTA 
GCAGTGAAATGCGTAGAGATGTGGAGGAACACCAATGGCGAAGGCAGCCCCCTGGGATGATACTGACGCTCATGCACGAAAGCGTGGGTAGCGAACAGGATTAGA 
TACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGCCTGTATGGGCTTGGTAGCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCG 
CAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGG 
AAGCTTTAAGAGATTGAAGTGTGCTCGCAAGAGAACCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTCACTAGTTGCTACGCAAGAGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGG 
TAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGAAGCCAAACTGCGAAGTGGAGCCAATCCCAGAAACCCGATCGTAGTCCGGATTGCAGGCTGCAACTC 
GCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTT 
ACCAGAAGTAGTTAGTCTAACCTTCGGGGGGACGATTACCACGGTAGAATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGG 
GTGAGTAACACGTGAGTAACCTGCCCTCCACTCTGGGATAACTCCGGGAAACCGGTGCTAATACTGGATATGACCTTGTTCTGCATGGGACGGGGTGGAAAGATT 
TATCGGTGGTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGCCTTCGGG 
TTGTAAACCGCTTTCAGCTCTGACGAAGCTTTTGTGACGGTAGGAGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCG 
TTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGCTTGTCGCGTCTGCTGTGAAAACCCGGGGCTTAACCCCGGGCTTGCAGTGGGTACGGGCAGGCTAGA 
GTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGACGCTGAG 
AAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGTCCCATTCCACGGGGTCCGTGCCGCAGCT 
AACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACCCTCAGAGATGGGGGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAA 
GGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGAAACCGCGAGGTGGAGCGAATCCCT 
TAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGCTGCTTGGGCGCTTGCGTCTGGGTGGTNA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCTTCTTTGGGATAACGGTCTGAAAGGGCTGCTAATACCGGGTATTCACTTTCTGGCGCATGTTGGGG 
GGTGGAAAGCTTTTGTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCTTACCAAGGCTTTGACGGGTATCCGGCCTGAGAGGGTGACC 
GGACACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGAAAGTCTGATGCAGCGACGCCGCGTGAGGGATG 
GAGGCCTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCAGCTTTGGGTTGTGGTGAGGGTAGTGGGTAAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTTGTCGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGC 


GTGCGGTGGGTACGGATGGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGG 
TCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGTTGGGCACTAGGTGTGGGGGCC 
ACCCGTGGTTTCTGCGCCGTAGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCCAGAGCCTCCAGAGATGGGGGTGCTTTTGGTTGGGGGTGTGCAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCGCGTTGTGGTGGGGACTCGTGGGGGACT 
GCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATAC 
TGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCTAACCNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACCGCGAGAGAACTTGTTCTTTCAAGGTTAGTG 
GCGCACGGGTGAGTAACACGTGGAGAACCTACCCTTCAGCGGGGGATAACCATTGGAAACGATGACTAATACCGCATAGAATCGCAGATCGCATGATCAACGAAG 
GAAAGACGGCTTCGGCTGTCACTGAAGGATGGCTCCGCGGTGCATTAGCTAGATGGTGGGGTAAAAGCCTACCATGGCCATGATGCATAGCCGACCTGAGAGGGT 
GATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGTGT 
GAAGAAGGTCTTCGGATCGTAAAGCACTGTTGTTAGAGAAGAACGACCGGATGAGTAACTGCATTCGGAGTGACGGTATCTAACCAGAAAGCCACGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGTGACTTAATCCTGATGTGAAAGCCCACGGCT 
CAACCGTGGAGGGTCATTGGAAACTGGGTCACTTGAGTATAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG 
GCGAAGGCGACTTTCTGGTCTATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAA 
GTGTTGGAGGGTTTCCACCCTTCAGTGCTGGAGTTAACGCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTGCTGCATAACCTAGAGATAGGTGAAATCCTTCGGGACAG 
CAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTGCCAGCATTCAGTTGGGGA 
CTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAA 
CGAGCAGCGAACTCGCGAGGGTAAGCGAATCTCTGAAAGCCATTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGCCGGAATCGCTAGTAATCGCGG 
ATCAGCACGCCGCGGTTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGT TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNAGTGWCGAACGGKTMAGTAATCCGTGGRAATCTGCCCTGTAGTGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATATATCCTATGGGAG 
AAAGGGGGCCTCTGTTTACATGCTCTTGCTACGGGATGAGCCCACGTCCGATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGGACTGAGTCACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGATTATTGGGCAATGGGCGCACGTGRATTCCAGCAATGCCG 
CGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCGGTGGGGAAGAAGAGCTGAGGGTTAATACCTCTTAGTTGTGACGTTACCCACAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATGAC TGGGCGTAAAGGGCGCGTAGGSGGCTTKATAAGTCAGATGTGAAATCC 
CYGGGCTTACCCTGGGAATGGCATTTGATMCTGTTGGGCTAGAGTGTGGTAGAGGGGGGTGGAATY CCAGGTGTAGCGGTGAAATWCGTAGAGATCTGGAGGAAC 
ACCGGTGACGAAGGCGACCCCCTGGGCCATGACTGACGCTGAGGTGCGAAACGTGGGRAGCAAAWRGGATTAGATMCCCTGGTAGTCCACGCTGTAAACGATGTC 
GACTAGCCGTTGGATCCATTTTGGGGTTGAGTGGCGCAGCAAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCCAAGAATCCTGCTGAGARGTGGGAGTGCCTTCG 
GGAGCTTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCNTGTCGTGAGATGTTGGGTSAAGTCCCGTAACGAGCGCAACCCTTGKCCTTAGTTGCCAGCGAGTG 
ATGTCGGGCACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATG 
GTCGGTACAAAGGGTTGCGAGCCCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTA 
GTAATCGCGAATCAGCATKTCGCGGTGAATACGTTCCCSGGCCTTGTACACACCGGCCGTCACACCATGGGAGTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNTAACGCGTAACCAATCTGCCCTGAACTGGGGGATAGCCCGCCGAAAGSTATTTAATACCGCATAAACCAACAGAACGGCATCGT 
TTAATTGGTAAAGATTTATTGGTTCAGGATGAGGTTGCGTGCCATTAGCTAGTTGGCGGGGTDNWGGCCCACCAAGGCGACGATGGCTAGGGGACCTGAGAGGWT 
WDTCCCCCACNNTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAGAGTCTGACCCAGCCATGCCGCGTGCCG 
GATGAAGGCCTTCTGGGTTGTAAACGGCTTTTCTCAGGGAGWWAWAKMACCTTGCGAGGTACACTGACGGTACCTGAGGAATAAGCACCGGCTAACTCCGTGCCA 
GCAGCCGCGGTAATACGGAGGGTGCAAGCSTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCCGTTAAGTCCGGGGTGAAAGCCCACAGCTCAACTG 
TGGAACTGCCCTGGATACTGGCGGGCTTGAGTCCAGACGAGGT TGGCGGAATGGAAGGTGTAGCGGTGAAATGCATAGATACCTTCCAGAACCCCGATTGCGTAG 
GCAGCTGACTAGGCTGGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTCGCTGGTA 
GCGATATACAGTTACTGGCTTAGCGAAAGCGGTAAGTATCCCACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTGGT 
GGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTAGGCTAGAATGCGCGTGACCGGTTCAGAGATGAGCCTTTCCTTCGGGACACAAAGCAAGGTG 
CTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCATGTAATGATGGGGACTCTAAAC 
AGACTGCCTGCGCAAGCAGTGAGGAAGGCGGGGACGACGTCAGGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGCGGTACAGCGGGTTGC 
TACTAGGTGACTAGATGCTAATCTCACAAAACCGTTCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCACTAGTAATCGCGTATCAGCAA 
TGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTTTGGTAGACCTGAAGCTGGTGCTCGTCACAGAAGCCAGTTAGGGTAGA 
ACAAGTAACTAGGGCTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCC 
CCTTTTTTTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCCTGGATAACTGCTTGAAAGGGTGGCTAATACGGGGTGTCCT 
GGCCTGGGCGCATGTCTGGGTTTGGAAAGATTCCATGTTTTTGGTTTTGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGG 
CGTTGACGGGTAGCCGGCCTGAGAGGGTGGACGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGTGAGGAAGGCCTGCTCCTTTTTGTGGGTGGGTTGACGGTAG 
CTGGATAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTGGT 
CGCGTCTGCCGTGAAATCCCCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCCGGCTTGAGTGCGGTAGGGGAGGCTGGAACTCCTGGTGTAGCGGTGGAATG 
CGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGTTGGGCACTAGGTGTGGGGGGTCTTTCCGGGTCCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTCAGCGCTGGCT 
GCAGAGATGTGGTCTCCTCACTTGTGGGGCGCTGTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTCCCGTGTTGCCAGCACGTCGTGGTGGGGACTCGCGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGATGCCGTGAGGCGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACT 
CGACACCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGCTGGNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCATGCCTAATACATGCAAGTCGAGCGAACCGACGAAGTGCTTGCACTTCTG 
ACGTTAGCGGCGGACGGGTGAGTAACACGTAAGGAACCTACCTATGAGCGGGGGACAACATCCGGAAACGGGTGCTAATACCGCATAGTAATTTGTCAGGCATCT 
GACAAATTGGAAAGACGGCTTTTGCTGTCACTCATAGATGGTCTTGCGGTGCATTAGCTAGTTGGTGGGATAAAAGCTTACCAAGGCCATGATGCATAGCCGACC 
TGAGAGGGTAATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAATGC 
CGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTAAGAGAAGAACAAATTGTAGAGTAACTGCTACAGTCTTGACGGTATCTTACCAGAAAGCCACG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGTGGTTTCTTAAGTCTGATGTGAAAG 
CCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGANGA 
ACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GAGTGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCT 
TCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCAT 


TTAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAAT 
GGATGGTACAACGGGCTGCGAACTCGCGAGAGTCAGCGAATCCCTTAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCT 
AGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCT 
TTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCGGTGCTTTTGTATCGTGGATTAGTGGCGAACGGGTGA 
GTAACACGTGAGTAACCTGCCCCCTTCTTTGGGATAAGCATTGGAAACGGTGTCTAATACTGGATATTCACATTTTGCCGCATGGTGGGGTGTGGAAAGGTTTTT 
CTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACCGGTCACACTGGGAC 
TGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTT 
GTAAACCTCTTTCAGTAAGGACGCAGGGCAATCTTTGGGTTGTTTGACGGTACTTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGCGTGTCGCGTCTGTCGTGAAATCCAATGGCTTAACTGTTGGCTTGCGGTGGGTACGG 
GCATGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTAC 
TGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGCTGTCATGGTTTCTGCG 
CCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGGNACACTGCAGAGATGTGGTGGTCTTCGGACTGGTGTGCAGGTGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCGTGTTGCCAGCACTTTGGGTGGGGACTCGCGAGAGACTGCCGGGGTTAACTC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATACTGTGAGGTTGAGCG 
AATCCCTTAAAGCTGGTCTCAGTTCGGATCGATGTCTGCAACTCGACATCGTGAAGGCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTC 
TCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCTAACCACGTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCTCATAGGAAGCTTGCTTTTTATGAGGTTAGCGGCGGACGGGTGAGTAACAC 
GTGGGTAACCTGCCCTATAGACCGGGATAACTCGCGGAAACGCGTGCTAATACCGGATAACACAGCGGAGCGCATGCTCCGGTGTTGAAAGGTGGTTCTGCTACC 
GCTATAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGNGAAGAAGGTCTTCGGATCGT 
AAAGCTCTGTTGTAAGGGAAGAACAAGTGCGGTAGTAACTGACCGCACCCTGACGGTACCTTACGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGG 
AAACTGGGAGACTTGAGTGCAGGAGAGGGAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCC 
TGTAACTGACGCTGAAGCGCGAAAGCGTGGGGACCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGCTTGCCCCT 
TAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGCCATGGAGACATGGCCTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTCAGTTGGGCACTCTAAGGAGACTGCCGT 
ACAAATACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCCGCGAG 
GGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGTAACACCCGAAGTCGGTGAGGTAACCCTTCCGGGAGCCAGCCGCCGAAGGTGGGACA 
GATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGCGGAGAGAGGTAGCT 
TGCTACTGATCTTAGCGGCGGACGGGTGAGTAATACTTAGGAATCTGGCTATTAGTGGGGGACAACATTTCGAAAGGGATGCTAATACCGCATACGTCCTACGGG 
AGAAAGCAGGGGATCTTCGGACCTTGCGCTAATAGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTG 
AGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCCATGCCG 
CGTGTGTGAAGAAGGCCTTATGGTTGTAAAGCACTTTAAGCGAGGAGGAGGGTACTGGTATTAATACTACCAGGTACTGGACGTTACTCGCAGAATAAGCACCGG 
CTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTAATTGAGTCGGATGTGAAATC 
CCCGAGCTTAACTTGGGAATTGCATTCGATACTGGTTAGCTAGAGTGTGGGAGAGGATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAA 
TACCGATGGCGAAGGCAGCCATCTGGCCTAACACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATG 
TCTACTAGCCGTTGGTCTCTTTGAGGGATTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATAGTAAGAACTTTCCAGAGATGGATTGGTGCCTTC 
GGGAACTTACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTATTTGCCAGCACTT 
TGGGTGGGAACTTTAAGGATACTGCCAGTGACAAAC TGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATG 
GTCGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTGGATAGTCTAACTGC 
AAAGAGGACGTTCACCACGGTGTGGCCGATGACTGGGACGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTGATGAGGAGCTTGCTCCTCTGATGGTTAGCGGCGGACGGGTGAGTAACACG 
TAGGCAACCTGCCTGCAAGACCGGGATAACTAGCGGAAACGTTAGCTAATACCGGATAATTTATCGCTTTGCATGAAGCGGTAATGAAAGACGGAGCAATCTGTC 
ACTTGCAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGT 
AAAGCTCTGTTGCCAGGGAAGAACGACCGTTAGAGTAACTGCTAACGGAGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCGCTTAAGTCTGGTGTTTAAGGCCAAGGCTCAACCTTGGTTCGCACTGGA 
AACTGGGTGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCT 
GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCC 
TTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGG 
TTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACCGGTCTAGAGATAGACCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATTTTAGTTGCCAGCACTTTAAGGTGGGCACTCTAGAATGACTGCCG 
GTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCAGTACAACGGGAAGCGAAGTCGCG 
AGATGGAGCCAATCCTATCAAAGCTGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGT 
GAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGAGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGT 
AGATGATTGGGGTGAAGTCGTAACAAGGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGGTGAACGCTGGCGGC 
GTGCCTAACACATGCAAGTCGAGCGAAGCTGCTAGACAGATCCCTTCGGGGAGACGTTTAGTAGACTGAGCGGCGGACGGGTGAGTAACGCGTAGGTGACCTGCC 
CCTCAGAGGGGGATAACTGGGAGAAATCCCAGCTAATACCCCATACGTTCCATGCTGTAAGAGGCATGGAAGAAAGGGAGCAAATGCTCTGCTGAGGGAGGGGCC 
TGCGTCCCATCAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCTACGACGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAAGGGCACTGAGACACGGGCCCTAC 
TCCTACGGGAGGCAGCAGTGGGGGATTTTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGCGGGAAGAAGCCCTTCGGGGTGTAAACCGTTGTGGTGG 
GAGACGAATAAGGTAAGGAGTGGAAAGCCTTACCGATGACGGTATCCCACTAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAG 
CGTTACCCGGATTCACTGGGCGTAAAGGGGGCGTAGGTGGCCGTGTAAGTCCGGTGTGAAAAGCCACGGCTCAACCGTGGACCTGCGCTGGAAACTACATGGCTT 
GAGGACGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCCGTAGATATCAGCAGGAACGCCGGTGGGGAAGCCGGTCTCCTGGGCCGTTCCTGACGCTG 
AGGCCCGAAAGCTAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGAATAATTCCTCTGTGCTGTAGCTAA 
CGCGTTAAGTGGGCCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGACCCCGCACAAGCGGTGGAGCGTGTGGTTTAATTGGACGCTAA 
GCCAAGAACCTTACCAGGGCTTGACATGCTGGTGGTACCGACCCGAAAGGGGAGGGACCCACGTCGTAAGGCGTGGGAGCCAGCACAGGTGGTGCACGGTCGTCG 
TCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGTTCGGCCGGGCACTCTAAGAGGACTGCCGGCGACG 


AGCCGGAGGAAGGAGGGGATGACGTCAGATACTCGTGCCCCTTATGCTCTGGGCGACACACGCGCTACAATGGGTGGGACAGCGGGTTGCGACCCAGCGATGGGG 
AGCTAATCCCTTAAACCCACCCTCAGTTCGGATTGCAGGCTGAAACCCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCACGCCGCGGTGAATAC 
GTTCCCGGGGTTTGTACACACCGCCCGTCACGCCACCCGAGTTGGCAGCGCCCGAAGATGGGTATCCCAACCCGCAAGGGAAGGAGCCTATTGAGGGCGAGGCTG 
GCGAGGGGGGCGAAGTCGTAACAAGGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGATGAACGCTGGCGGC 
GTGCCTAATACATGCAAGTCGGACGCACTTTCGTTGAATGATTTAGAGATGCTTGCATCGAAGATGATTTTAACTATAAAGTGAGTGGCGAACGGGTGAGTAACA 
CGTGGGTAACCTGCCCAGAAGTGGGGGATAACACCTGGAAACAGATGCTAATACCGCATAATAAAGTAAACCGCATGGTTTTCTTTTAAAAGATGGCTTCGGCTA 
TCACTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGATAAAGGCCCACCAAGGCTGTGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGCTTTAGGGTC 
GTAAAACTCTGTTGTTGGAGAAGAACGTGTGTGAGAGTAACTGCTCATGCAGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTAATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATT 
GGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGG 
TCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTAAGTGTTGGAGGGTTTCCGC 
CCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTCTGCTAACCTAAGAGATTAGGCGTTCCCTTCGGGGACAGAATGACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTATTAGTTGCCAGCATTAAGTTGGGCACTCTAGTGAGACTGCC 
GGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTTGCGAGACCGC 
GAGGTTAAGCTAATCTCTTAAAACCGTTCTCAGTTCGGACTGCAGGCTGCAACTCGCCTGCACGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGAGTAACCTTCGGGAGCTAGCCGTCTAAGGTGGGAC 
AGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
GATGAACGCTAGCGGGAGGCCTAACACATGCAAGCCGAGCGGTAGAGATTCTTCGGGATCTTGAGAGCGGCGCACGGGTGCGGAACACGTGTGCAACCTGCCTTT 
ATCTGGGGGATAGCCTTTCGAAAGGAAGATTAATACCCCATAATATAAGAAACGGCATCGTTTTTTATTGAAAACTCCGGTGGATAGAGATGGGCACGCGCAGGA 
TTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAACGATCCTTAGGGGGCCTGAGAGGGTGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGG 
AGGCAGCAGTGAGGAATATTGGACAATGGGTGAGAGCCTGATCCAGCCATCCCGCGTGAAGGACGACGGCCCTATGGGTTGTAAACTTCTTTTGTATAGGGATAA 
ACCTTTCCTCGTGAGGGAAGCTGAAGGTACTATACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTA 
TTGGGTTTAAAGGGTCCGTAGGCGGATCTGTAAGTCAGTGGTGAAATCTCACAGCTTAACTGTGAAACTGCCATTGATACTGCAGGTCTTGAGTGTTGTTGAAGT 
AGCTGGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAACACCAATTGCGAAGGCAGGTTACTAAGCAACAACTGACGCTGATGGACGAAAGCGTG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGCTAACTCGTTTTTGGGTTTTCGGATTCAGAGACTAAGCGAAAGTGATAAGTTAGCCA 
CCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATTATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCA 
AGGCTTAAATGGGAAATGACAGGCTTAGAAATAGGCTTTTCTTCGGACATTTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTAGGTTAAG 
TCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCCATCATTAAGTTGGGGACTCTAGTGAGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATC 
ATCACGGCCCTTACGCCTTGGGCCACACACGTAATACAATGGCCAGTACAGAGGGCAGCTACACGGTGACGTGATGCAAATCTCGAAAGCTGGTCTCAGTTCGGA 
TTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAG 
CCATGGAAGTCTGGGGTACCTGAAGTCGGTGACCGTAACAGGAGCTGCCTAGGGTAAAACAGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGGAGGCCTAACACATGCAAGCCGAGCGGTATTTATTCTTCGGAATAGAGAGAG 
CGGCGTACGGGTGCGGAACACGTGTGCAACCTGCCTTTATCAGGGGGATAGCCTTTCGAAAGGAAGATTAATACCCCATAATATATTGAMTGGCATCAKTYGATA 
TTGAAAACTCCGGTGGATAGAGATGGGCACGCGCAAGATTAGATAGTTGGTAGGGTAACGGCCTACCAAGTCAGTGATCTTTAGGGGGCCTGAGAGGGTGATCCC 
CCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGAGAGCCTGATCCAGCCATCCCGCGTGAAGGACGAC 
GGCCCTATGGGTTGTAAACTTCTTTTGTATAGGGATAAACCTACTCTCGTGAGAGTAGCTGAAGGTACTATACGAATAAGCACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGATCTGTAAGTCAGTGGTGAAATCTCATAGCTTAACTATGAAA 
CTGCCATTGATACTGCAGGTCTTGAGTAAAGTAGAAGTGGCTGGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAACACCAATTGCGAAGGCAGG 
TCACTATGTTTTAACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGCTAACTCGTTTTTGGGTCT 
TCGGATTCAGAGACTAAGCGAAAGTGATAAGTTAGCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATT 
ATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGGGAATTGACAGGTTTAGAAATAGACTTTTCTTCGGACAATTTTCAAGGTGCTGCAT 
GGTTGTCGTCAGCTCGTGCCGTGAGGTGTTAGGTTAAGTCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCCATCATTCAGTTGGGGACTCTAGTGAGACTGCC 
TACGCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCCACACACGTAATACAATGGCCGGTACAGAGGGCAGCTACCTAGC 
GATAGGATGCGAATCTCGAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTTTGGGGTACCTGAAGTCGGTGACCGTAACAGGAGCTGCCTAGGGTAAAACAAGTAAC 
TAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCCTTACACATGCAAGTC 
GAACGGCAGCGGGGGAAAGCTTGCTTTCCTGCCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTAGTGGGGGATAACTAGTCGAAAGATTAG 
CTAATACCGCATACGACCTGAGGGTGAAAGTGGGGGACCGCAAGGCCTCATGCTATAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCA 
AGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGG 
CGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATGGCTCTGGTTAATACCCGGAGTTGATGAC 
GGTACCGGAAGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGG 
TTGTGCAAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTGGTGACTGCACGGCTAGAGTGTGTCAGAGGGAGGTAGAATTCCACGTGTAGCAGTG 
AAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGAT 
TAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAA 
GCAGAGATGCATTAGGTGCTCGAAAGAGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGTCTCTAGTTGCTACGAAAGGGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGG 
CTTCACACGTCATACAATGGTGCATACAGAGAGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAATGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTA 
CGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTTTACCAG 
AAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGTAGGGTTCATGACTGGGACGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTTCGGGGGTACACGAGCGGCGAA 
CGGGTGAGTAACACGTGGGTGACCTGCCCTCCACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATAGGACACGTTGATGCATGTCTTCGTGTGGAAAG 
TTTTTTCGGTGGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTC 
GGGTTGTAAACCTCTTTCGCCAGGGACGAAGCTTTTGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGTGCGA 
GCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGCGTCGGCCGTGAAAACTTGGGGCTTAACTCTGAGCGTGCGGTCGATACGGGCATCAC 
TTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGACCATTCCACGGTTTCTGTGCCGC 
AGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGATCGCGGCAGAGATGTCGTTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGG 


AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTCATACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAA 
TCCCTTAAAGTGAGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCGGCGGCCCAACCCTTGTGGAGGGAGTCGTCGAAGGTGGGACTGGCGATTGGG 
ACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAG 
AGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAACCGGTTTCGGCCGGGGATGAGTGGCGAACGGGTGAGTAACA 
CGTGGGTAATCTGCCCTGTACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTCGGAGCATCTTCGAGGGGTGGAAAGTTCCGGCGGTACA 
GGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAGGGCGTTGTCCGGA 
ATTATTGGGCGTAAAGAGCTCGTAGCGGTTTGTCGCGTCGGCCGTGAAATCTCCACGCTTAACGTGGAGTGTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGC 
GTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGCGACATTCCACGTTGTCCGTGCCGTAGCTAACGCATTAA 
GCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAA 
CCTTACCTGGGCTTGACATGCGCCAGACATCCCCAGAGATGGGGCTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTCATGGCGGGGACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGG 
TCTCAGTTCGGATCGCAGTGTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCGCAAGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAAC 
AANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAAC 
GGCAGCACGAGGAGTTTACTCTTTGGTGGCGAGTGGCGGACGGGTGAGTAATGCATAGGAATCTACCTTTTAGTCTAGGATAACTACCCGAAAGGGTAGCTAATA 
CTGGATGTGGACTACGGTTTAAAGCAGGGGATCTTCGGACCTTGCGCTAAGAGATGAGCCTATGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGA 
CGATCTCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAG 
CCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTTAGGGAGAACGGGTTTAGTAGCTAATACCTACTGAATTTGATGTTAC 
CTAAAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGTGGTATCT 
TAAGTTGGGTGTGAAATCCCCGGGCTCAACCTGGGAATTGCATCCAAAACTGGGATGCTAGAGTGTGGTAGAGGGTAGCGGAATTTCTGGTGTAGCGGTGAAATG 
CGTAGATATCAGAAGGAACATCAATGGCGAAGGCAGCTACCTGGGCCAACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCTGTAAACGATGACAACTTGTTGATGGGGGCACTGGCCTTCGTTGACGGAGCTAACGCGTTAAGTTGTCCGCCTGGGGAGTACGGTCGCAAGGCTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCTACAGAACTATCCAGA 
GATGGATGGGTGCCTTCGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCTTGTC 
CTTATTTGCCAGCACGTAAAGGTGGGAACTTTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTAGGGACGACGTCAAGTCATCATGGCCCTTATGACCAGGGC 
TACACACGTGCTACAATGGTCGGTACAATGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCATAAAACCGATCCCAGTCCGGATTGTAGTCTGCAACTCGACTAC 
ATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGATTGCTCCAGA 
AGTAGGTAGCTTAAAAATGGGCGCTTACCACGGAGTGGTCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCANNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGAAACGAA 
GAATAGCTTGCTATTCTGGCGTCGAGCGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTAGTCGAGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATA 
CGACCTACGGGTGAAAGGGGGCCTCTTCTTGAAAGCTCTCGCGACTAGATGAGCCCAAGTGGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATC 
CCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGAGCACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTG 
ATGCAGCCATACCGCGTGTATGAAGAAGGCCTTAGGGTTGTAAAGTACTTTCAGCGAGGAGGAAAGGTGGTAGCTTAATACGTTATCACTGTGACGTTACTCGCA 
GAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGC 
GAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTTCTTGAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAG 
AGATCTGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGCAAGTAACTGACGCTCAGATGCGAAAGCGTGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCAC 
GCCGTAAACGATGTCTACTCGGAGTTTGGTTCCTTGCGAACTGGGCTCTTAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCA 
AATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCATAGAATTTGGTAGAGATG 
CATTGGTGCCTTCGGGAACTATGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTA 
TTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACA 
CACGTGCTACAATGGCGCATACAAAGGGCTGCAAACCAGCGATGGTAAGCGAATCCCATAAAGTGCGTCGTAGTCCGGATTGGGGTCTGCAACTCGACCCCATGA 
AGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTC 
ATTAGCTTAACCTTCGGGAGGGCGATGACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGAAACGAAGAATAGCTTGCTATTCTGGCGTCGAGCGGCGGACGGGT 
GAGTAATGCTTGGGAATCTGCCTAGTCGAGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCCTCTTCTTGAAAGCTC 
TCGCGACTAGATGAGCCCAAGTGGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAAC 
TGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATACCGCGTGTATGAAGAAGGCCTTAGGGTT 
GTAAAGTACTTTCAGCGAGGAGGAAAGGTAAGTAGTTAATAACTGCTTACTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATT 
TCGAACTGGCAAACTAGAGTTCTTGAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCACCTGG 
CAAGTAACTGACGCTCAGATGCGAAAGCGTGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTTCCTTGAGA 
ACTGGGCTCTTAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAATCTGGTAGAGATACCTCAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACTGC 
CGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCTGCAAACCAG 
CAATGGTAAGCGAATCCCATAAAGTGCGTCGTAGTCCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCTTCGGGAGGGCGATGACCACGGTGTGG 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGA 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCCAGCTTGCTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCC 
CCTTCTTCTGGATAACTGCCGGAAACGGTAGCTAATACGGGATACTCATTCCCTGCCGCATGGTGGGGTTTGGAAAGGTTTTTCTGGTGGGGGATGGGCTCGCGG 
CCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGGACGGTCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCGCCAGTGAA 
GCAGGCCAGGCCTTATTGGCTTGGTTGACGGTAGCTGGATAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGA 
ATTATTGGGCGTAAAGAGCTCGTAGGCGGCTGGTCGCGTCTGTCGTGAAATCCCCTGGCTTAACTGGGGGCTTGCGGTGGGTACGGGCCGGCTTGAGTGCGGTAG 
GGGAGACTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAG 
CGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGGGCTCTTTCCGGGGTTTCCGCGCCGTAGCTAACGCATT 
AAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAG 
AACCTTACCAAGGCTTGACATGTGAGTGACCGCCGCAGAGATGTGGTCTCCCCCTTGTGGGGCGCTTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 


AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCGTGTTGCCAGCACGTCGTGGTGGGGACTCGCGGGGGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGTGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTTAA 
AGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTG 
TACACACCGCCCGTCACGTCATGAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATGAACGCTGGCGGCGTGCCTAACACAT 
GCAAGTCGAACGAGAAAGTTCCTTCGGGAATGAGTAGAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTGCCCTTGGATTTGGGATAACTTCGCGAAAGTGGA 
GCTAATACCGGATAGTCTGGCTTTGTAAAAGGAGTCGGTAAAGGATGCCTCTGCATATGCATTCGTCCGAGGATGAGCCCGCGTCTCATTAGCTAGTTGGTAGGG 
TAACGGCCTACCAAGGCGACGATGAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAAACACGGTCCAGACTCCTGCGGGAGGCAGCAGTGGGGAAT 
ATTGCGCAATGTGCGAAAGCCTGACGCAGCAACGCCGTGTGAGGGATGAAGGTTTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAGTGGTGCGGGTCCAACAG 
GCCCGTATCTTGACGGTACCTTCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAA 
GCGCACGTAGGCGGCCTTGTAAGTCAGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCACTTGAAACTGCGGGGCTCGAATCCTGGAGAGGGCGGCGGAATTC 
CTGGTGTAGGAGTGAAATCCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCGCCTGGACAGGTATTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACACCGTAAACGATGGATACTAGGTGTCGGGGACTTGATCCTCGGTGCCGCAGTTAACGCGTTAAGTATCCCGCCTGGGGAGT 
ACGGTCGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACA 
TCCTGGGAATTCCGCAGAGATGCGGAAGTGCCCTTCGGGGAATCCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTATCCTCAGTTGCCAGCAGGTAAAGCTGGGCACTCTGTGGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGGCCCTTACGCCCAGGGCTACACACGTACTACAATGGTGGGCACAAAGGGCAGCGAAACCGCGAGGTCCAGCCAATCCCAAAAAAACCATCATAGTCCGGATT 
GCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
CGAAAGTCGGTTCTACCCGAAGCCGCCAGGCTAACCCGCAAGGGATGCAGGCGTCTACGGTAGGGCTGGTAATTGGGGTGANNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACGAATAAGAGCTTGCTCTTATAAGTTAGTGGCGCACGGGT 
GAGTAATATATAGCTAATCTGCCTCTTAGTAGAGGATAACAGTCGGAAACGATTGCTAATACTCTATACTTCTGCTTTACATAAGTAAAGTAGAGAAAGTTTTTC 
GCTAAGAGATGAGGCTATACTGTATCAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTATGACGCATAACTGGTCTGAGAGGATGATCAGTCACATTGGAACTG 
AGACACGGTCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACTTTTCGGAGCGT 
AAACTCCTTTTATCGGGAAAGAATAATGACGGTACCCGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGG 
AATCACTGGGCGTAAAGGGTGCGTAGGTGGATTATCAAGTCTCTTGTGAAATCTAATAGCTTAACTATTAAATTGCTTGGGAAACTGATAGTCTAGAGTAGGGGA 
GAGGCAGATGGAACTCTTGGTGTAGGAGTAAAATCCGTAGATATCAAGAAGAATACCTATTGCGAAAGCGATCTGCTAGAACCTAACTGACACTGATGCACGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTATACCGGTTGTTGCTTTGCTAGTCAAGGCAGTAATCCAGCTAACGCATTAA 
GTATACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAA 
CCTTACCCGGACTTGATATCTAACAAATCATCCAGAGATGGAAGAGTGTCTGCTTGCAGAAATGTTAAGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTATTTAGTTGCTAACAGTTAGGCTGAGTTCTCTAAATAGACTGCCTTCGTAAGGAGGAGGAAGGTGT 
GGACGACGTCAAGTCATCATGGCCCTTATGTCCGGGGCGACACACGTGCTACAATGACATATACAATGAGATGCAATATCGCAAGATGGAGCAAATCTATAAAAT 
ATGTCCCAGTTCGGATTGGAGTCTGCACTCGACTCCTGAAGCCGGAATCCTAGTAATCGTAGATCAGCCATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCA 
CCGCCCGTCACACCATGGGAGTTGATTTCACTCGAAGCGGGGATGCAAAATTTGCTACCCTCCACAGTGGAATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATAC 
ATCGGAACGTGCCTAGTAGTGGGGGATAACTACTCGAAAGAGTGGCTAATACCGCATGAGATCTATGGATGAAAGCAGGGGACCTTAGGGCCTTGTGCTACTGGA 
GCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTT 
TTGTACGGAACGAAAAGCCTCTCTCTAATACAGGGGGGTGATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGTGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCATTGTGACTGCAA 
GGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGA 
CGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGGATTTATTTCTTCAGTAACGA 
AGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTTCTTTAATTCGA 
TGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTAGAAACGTCATACAATGGCCGGTACAAAGGGTCGCGAAGCCGCGAGGTGGAGCCAATCC 
CATAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGT 
CTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAA 
GTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCT 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTCTAGCTTGCTGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACC 
TGCCCTTTACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATATTCTGCATGGTCGGATGGTTGTGTAGGAAAGATTTTTTGGTAAGGGATGGGCTCGC 
GGCCTATCAGTTTGTTGGTGGGGTGATGGCCTACCAAGACGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGG 
AAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACTAGCGTTGTCCGGAATTATTGGGCGTA 
AAGAGCTCGTAGGTGGTTTGTCGCGTCTGCTGTGGAAACGTGCCGCTTAACGGTGCGCGTGCAGTGGGTACGGGCGGACTANAGTGCAGTAGGGGAGTCTGGAAT 
TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGTCCATTCCACGGATTCTGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGC 
TTGACATGCACTGGATCGCTGCAGAGATGTGGTTTTCTTTTTGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCTTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTGGCGATACCGTGAGGTGGAGCGAATCTCTTAAAGCCGGTCTCAGTTCGGA 
TCGTAGTCTGCAACTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAG 
TCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGA 
GCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGACCTTTCGGGGTCAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCTTCCGGTTCGGAATA 
ACCCTGGGAAACTAGGGCTAATACCGGATACGCCCTTATGGGGAAAGGTTTACTGCCGGAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTA 
CCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTATCCGGGACGATAATGACGGTACCGGAGGAATAAGCCCCG 
GCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCGTTTTAAGTCGGGGGTGAAAG 
CCTGTGGCTCAACCACAGAATTGCCTTCGATACTGGGACGCTTGAGTATGGTAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGA 
ACACCGGTGGCGAAGGCGGCCAACTGGACCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GAATGCCAGCTGTTGGGGTGCTTGCACCGCAGTAGCGCAGCTAACGCTTTGAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCATCCTTTGACATGGCGTGTTACCCAGAGAGATTTGGGGTCCACTTC 
GGTGGCGCGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCCTTAGTTGCCATCATTC 
AGTTGGGCACTCTAGGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATG 
GCGGTGACAGTGGGACGCGAAAGAGCGATCTGGAGCAAATCCCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGCGGAATCGCTAG 


TAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTCTTACCCGACGGCGCTGCGCCAACCGCA 
AGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTTTAAAAGCTTGCTTTTAAAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAA 
CCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACTTCTTTCCTCGCATGAGGAAAGATTGAAAGATGGCTTCGGCTATCACTTACA 
GATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCRACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTC 
TGTTGTTAGGGAAGAACAAGTAYCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTG 
GGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAAC 
TGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGT 
GCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAACCCTAGAGATAGGGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCGAGACCGCGAGGTT 
AAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGCGTGCCTAATACA 
TGCAAGTCGAGCGGASTTGATGARGAGCTTGCTCYYCTGAKRSTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCGTAAGACCGGGATAACTACCGG 
AAACGGTAGCTAATACCGGATAATTTATCGCTTCGCATGGAGCGGTAATGAAAGACGGAGCAATCTGTCACTTACGGATGGGCCTGCGGCGCATTAGCTAGTTGG 
TGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCGGGTAGAGT 
AACTGCTAYCCGAGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGCGCGCGCAGGCGGTCACTTAAGTCTGGTGTTTAAGGCTAGGGCTCAACTCTAGTTCGCACTGGAAACTGGGTGACTTGAGTGCAGAAGAGGAAAGTGGAA 
TTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTG 
GGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCCTCTGAATCCTCTAGAGATAGAGGCGGCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGATTTTAGTTGCCAGCACTTTAAGGTGGGCACTCTAGAATGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAAT 
CATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCAGTACAACGGGAAGCGAAGTCGCGAGACGGAGCCAATCCTATCAAAGCTGGTCTCAGTTC 
GGATTGCAGGCTGCAACCCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCA 
CACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTA 
TCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATTATGGCTCAGATGAACGCCGGCGGTGTGCCTAATACA 
TGCAAGTCGAGCGCACTGGCCCAACTGATATGACGTGCTTGCACTGATTTGACGATGGATTACCAGTGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCC 
CTGGAGCGGGGGATAACATCTGGAAACAGGTGCTAATACCGCATGACTACTAAAACCACATGGTTTTAGTATAAAAGAAGGCTTCGGCTTTCACTCTAGGATGGG 
CCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACAATGGAACTGAGACACGGTCCAT 
ACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCTGTTGT 
TGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTTTCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAG 
CGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTT 
GAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTG 
AGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGGAGC 
TAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGC 
TACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCTAACCTCAGAGATGAGGCGTTCCCTTCGGGGACGCAATGACAGGTGGTGCATGGTCGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGTTGCGAACTCGCGAGGGCAAGCTAATCT 
CTTAAAGCCGTTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGGAAGTTTGCAATGCCCAAAGTCGGTGGCCTAACCATTTGGAGGGAACCGCCTAAGGCAGGGCAGATGACTGGGGTGAA 
GTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTG 
GCGGCGTGCCTAATACATGCAAGTCGAGCGAATYTTTAAGGGGCTTGCCCCTTGAGATTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACC 
GGGATAACTTCGGGAAACCGGAGCTAATACCGGATCATCCTTTCCTTCGCATGAAGGAAAGCTGAAAGACGGCGTAAGCTGTCACTTACAGATGGGCCCGCGGCG 
CATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCNTACG 
GGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGA 
ACAAGTATCGGAGTAACTGCCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCC 
GGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAG 
AAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCTAACGCAT 
TAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGTCTTGACATCCCCTGACACTCCTAGAGATAGGAATTTCCCCTTCGGGGGACAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAKTCCCGCAACRAGCGCAACCCTTGATCTTAKTTGCCANCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAAGCCGCGAGGTGGAGCCAATCCCACAAA 
ACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGGACAGATGATNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTAGCGGGATGCTTTACACATGCAAGTCGAACGGCAGCGCGGACTTCGGTCTGGCGGCGAGTGGCGAA 
CGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCTTAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGC 
CTCGCACTATTGGAGCGGCCGATATCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGG 
GTTGTAAAGCACTTTTGGCAGGAAAGAAACGGCTCTGGCTAATACCTGGGGCAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGGGCTTAACCTTGGAACTGC 
ATTTTTAACTACCGGGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCC 
TGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCATCTAGCTGTTGGGGACTTCG 
GTCCTTGGTAGCGCANCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGAT 
GTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATGCCGAAGAGATTTGGCAGTGCTCGCAAGAGAACCGGAACACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGG 
TGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGCTGCCAACCCGCAA 


GGGGGAGCCAATCCCAGAAACCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGA 
ATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGATTC 
ATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACACGGAGCTTGCTCTGTGGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCA 
ACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATACGAGTAGCGGCCGCATGGTCAGTTACTGGAAAGATTTATTGGTTGGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAG 
CAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTGG 
GCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCGGAGGCTCAACCTCCGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATT 
GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGGGTGGGGA 
GCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACC 
AAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAG 
TTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCC 
GTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAG 
CCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTG 
CTTAACACATGCAAGTCGAGCGGTAAGGCCCTTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCTTTAGCTTCGGGATAAGCCTGG 
GAAACTGGGTCTAATACCGGATATGACCTTCTCTCGCATGGGGGTTGGTGGAAAGTTTTTCGGCTAGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGA 
TGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACCGGGACGAAGAGAGATTGACGGTACCGGTA 
TAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCACGT 
CGGCCGTGAAAACTTACAGCTTAACTGTGAGCGTGCGGTCGATACGGGCATCACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCA 
GATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGTTGGGCGCTAGGTGTGGGGATCATTCCACGGTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACTAGACGCGTCTAGA 
GATAGGCGTTCCCTTGTGGCTGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCCA 
TGTTGCCAGCGCGTAATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTC 
ACACATGCTACAATGGCTCATACAGGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGTGAGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGT 
GAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAA 
GCCGACGGCCTAACCCGTAAGGGAGGGAGTTGTCGAAGGTGGGACTGGCGATTAGGACGAAGTCGTAACAAGGTAGCGTACCGGAAGGTGCGGCTGGATCACCTC 
CT TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGACCGCT 
TGGGCGCTTTGCGTTTGGGTTGGTTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTCGGGATAACGTTCGGAAACGGATGCTAATACCGGG 
TATTTACCTCNNNTCGCATGGTGTGGGGTGGAAAGGTTTTTTCTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTT 
GACGGGTAACCGGCCTGAGAGGGTGACCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGCGAAAGC 
CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCTCATGGTCAAGGCTAGTTTTTGTTCTAGTTGAGGGTAGTGGGTAAAGA 
AGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGCTTGTCGCGTCTGCC 
GTGAAAACCCACAGCTTAACTGTGGGCTTGCGGTGGGTACGGGCTGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATC 
AGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGT 
AAACGTTGGGCACTAGGTGTGGGGGCCGCCCTTGGTTTCTGCGCCGTAGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCGCGACACTGCAGAGATGTGG 
TGGCCTTCGGGGTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCA 
GCACGTTATGGTGGGGACTCGTGGGGGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGC 
TACAATGGCTGGTACAGAGGGTTGCGATGCTGTGAGGCGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGA 
GTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCCATGGC 
CTAACCGTTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGG 
CCCTGCTTGCAGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGA 
CCGGCCTTTAGTGTGGTTGGTGGAAAGTTTTGTCGGTACGAGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGC 
CGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGC 
GACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCTAGGGAAGAAGCCACGTGTGGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTAGTGAAAGCCCGGGGCTTA 
ACTCCGGGTCTGCTGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGG 
CGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGG 
TGTGGGGGTTTTTCACGACTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACGGGATCGGCGTAGAGATACGTTTTCCCTTGTGGCTCGT 
ATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTATGGTGGGG 
ACTCGCGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACA 
GTGGGTTGCGATACCGTGAGGTGGAGCTAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTAAACTTGTTAGGNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCTCCAAGC 
TTGCTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTCTGGATAACTGCTTGAAAGGGTAGCTAATACGGGATATTCTGGCC 
TGCTCGCATGGGTGGGTTTGGAAAGGTTTTTTCTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGC 
CGGCCTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGC 
GACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTAAACCTCTTTCGCCAGTGAAGCAGGCCATCTTCTTTGTGGGGTGGTTGACGGTAGCTGGATAAGAAGCGCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTGGTCGCGTCTGTCGTGAAA 
TCCCCTGGCTTAACTGGGGGCTTGCGGTGGGTACGGGCCGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGG 
AACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGT 
TGGGCACTAGGTGTGGGGGCTCTTTCCGGGGTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGAGCGTCTGCCTCAGAGATGGGGTTTC 
CTCCTTGTGGGGCGCTTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCC 
AGCACGTTGTGGTGGGGACTCGCGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATG 
CTACAATGGCCGGTACAGAGGGTTGCGATGTCGTGAGGCGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTTGG 


AGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAGCCCGTGG 
CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGATCCTTCGGGG 
TCTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCTTGGGGTTCGGAATAACTCCCCGAAAGGGGTGCTAATACCGGATGATGTCGAAAGACCAAAGATTT 
ATCGCCCTGAGATGAGCCCGCGTAGGATTAGCTAGTTGGTGTGGTAAAGGCGCACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGT 
TGTAAAGCTCTTTTACCCGGGAAGATAATGACTGTACCGGGAGAATAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTC 
GGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAGACTGCATCGCTTGAATCCAG 
GAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTGGTGCTTGGGTGGCGCAGCTAACGCATT 
AAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAG 
AACCTTACCAGCGTTTGACATGGTAGGACGACTTCCAGAGATGGATTTCTTCCCTTCGGGGACCTACACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGACTTTAGTTACCATCATTAAGTTGGGTACTTTAAAGTAACCGCCGGTGATAAGCCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCAAGTACAGTGGGCAGCAATCCCGCGAGGGTGAGCTAATCTCCAAAAC 
TTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCAGCAATGAGAGGCAGGCGACCACGGTGGGCTTAGCGACTGGGGTGAAGTCG 
TAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGATGAACGCTGGCGGCGT 
GCTTAACACATGCAAGTCGAACGATGACTTCTGTGCTTGCACAGAATGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTTCGGGATAAG 
CCTGGGAAACTGGGTCTAATACCGGATACGACCACCTGGCGCATGCCATGGTGGTGGAAAGCTTTATGCGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGG 
TGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGG 
TACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAAG 
GCCTGGAAACAGGTCCCCCACTTGTGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCT 
TGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCG 
ACCTCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTG 
GNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTG 
AAGCCTGGTGCTTGCACTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTTCGGGATAAGCCCGGGAAACTGGGTCTAATACTG 
GATATGACTCCTTACCGCATGGTGGGGGGTGGAAAGATTTATCGGTTGGGGATGGACTCGCGGCCTATCAGTTTGTTGGTGGGGTAATGGCCTACCAAGACGACG 
ACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGCAGCCCCTTTTTGGGGTGACGGTACCTGCAGAAGAAGCGCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAA 
GCCCGGGGCTTAACTCCGGGTGTGCAGTGGGTACGGGCAGGATAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGG 
AACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGT 
TGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGATCGGCGCAGAGATGTGTTTTCC 
TTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCA 
CGTGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTAC 
AATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTC 
GCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTA 
ACCCTTGTGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTCCGAAAGATGCTTGCATCTTTCATATGAGAAG 
AGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTTAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAATTGGTTTTGCCGCATGGCAGAA 
CTATGAAAGACGCTTTACGGTGTCACTAAAGGATGGACCCGCGCTGCATTAGTTAGTTGGTGAGGTAATGGCTCACCAAGACCGTGATGCATAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGT 
GAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGTGGGAGAGTAACTGTTCCCACCTTGACGGTATCTAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTTTAAGTCTGATGTGAAAGCCCCC 
GGCTCAACCGGGGAGGGTCATTGGAAACTGGAGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACC 
AGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCATTCTGGAGACAGAACTTTCCCTTCGGG 
GACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTAAGT 
TGGGCACTCTAGCGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATG 
GTACAACGAGTCGCAAGGTCGCGAGGCCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAA 
TCGCGGATCAGAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACG 
GTAACAGGAGAAAAGCTTGCTTTTCTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTTATGGAGGGGGATAACTACGGGAAACTGCAGCTA 
ATACCGCGTAAAATCGAAAGATTAAAGTATGGGATCTTCGGACCATATGCCATAAGATGAGCCCAAGTGAGATTAGGTAGTTGGTGAGGTAAAGGCTCACCAAGC 
TGACGATCTCTAGCTGGTTTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCTTTCGGGTTGTAAAGTTCTTTCAGCGATGAGGAAGGGTATATATCTAATAGGTATGTACATTGACGTT 
AGTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGTTG 
TCTAAGTCAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATTTGAGACTGGGCGACTAGAGTCCTCTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAA 
TGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGAGAGAGACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT 
AGTTCCACGCTGTAAACGATGTCAATTTGGGGGTTGGGTTTTGAACCTGGCGCCCGTAGCTAACGCGATAAATTGACCGCCTGGGGAGTACGGCCGCAAGGTTAA 
AACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCATAGAAGAAAGCA 
GAGATGCTTTTGTGCCTTCGGGAACTATGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
TCCTTTGTTGCTAGCAGGTAATGCTGAGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGG 
GCTACACACGTGCTACAATGGCGTATACAGAGGGCTGCGAGCTAGCGATAGTGAGCGAATCTCAGAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACT 
CCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGTACCA 


GAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTATGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGAACCTGCGGCTGGAACACCT 
CCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGAATGCTTTACACATGCAAGTCGAACGGC 
AGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATGCGTCGGAACGTACCGAGTAATGGGGGATAACGCGGCGAAAGTCGCGCTAATACCGCA 
TACGCCCTGAGGGGGAAAGTGGGGGATCGCAAGACCTCACGTTATTCGAGCGCCCGACGTCTGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATC 
AGTAGCGGGTCTGAGAGGATGATCCGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGA 
TCCAGCCATTCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGCTGGAACGAAACGGTACGCGCTAACATCGTGTGCTAATGACGGTACCAGCAG 
AAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGATTATTAAGCA 
AGACGTGAAATCCCCGGGCTTAACCTGGGAATGGCGTTTTGAACTGGTAGTCTAGAGTGCGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGA 
GATGTGGAGGAACACCAATGGCGAAGGCAGCCCCCTGGGATGACACTGACGCTCATGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCCTAAACGATGTCAACTGGTTGTTGGGGGAGTGAAATCCCTTAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCA 
AAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCCAGAACCCTGCAGAGATG 
CGGGGGTGCCCGAAAGGGAATTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCAT 
TAGTTGCTACGCAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGT 
CATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAGCCGATCGTAGTCCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTCG 
GAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGAATCTGGCAGAAGTAGGTAG 
CCTAACCGCAAGGGGGGCGCTTACCACGCGGGGTTTCATGACTGGGGTGAAGTCGTAACAAGGTACCCGTAGGGGAACCTGCGGCTGGATCANNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGGCAGCACGAGAGAGCTTGCTCTCTTGGTGGCGAGTGGCGGACGGGTGAGTAATATATCGGAAC 
GTGCCCAGTAGCGGGGGATAACTACTCGAAAGAGTGGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGGGATTCTTCGGAACCTCTCACTATTGGAGCGGCC 
GATATCGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCAACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATCCCGCGTGTATGATGAAGGCCTTCGGGTTGTAAAGTACTTTTGGCA 
GAGAAGAAAAGGTACCTCCTAATACGAGGTACTGCTGACGGTATCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGC 
GTTAATCGGAATTACTGGGCGTAAAGCGTGTGTAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGGGCTCAACCTTGGAACTGCATTTTTAACTGCCGAGCTAG 
AGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATACTGACGCTCA 
GACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCGTTAGGCTTAGTAGCGCAGCTAAC 
GCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACG 
CGAAAAACCTTACCTACCCTTGACATGTCTGGAATGCCGAAGAGATTTGGCAGTGCTCGCAAGARAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGCAAGAGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCTCAGAAAC 
CCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACCACGGTGGGATTCATNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCATGCCTAAAACATGCAAGTCGAACGCAAAAGTCCTTTGGGGCGAGTAGAG 
TGGCGGACGGGTGAGTAATGCATGGGAATCCACCTCGACGTGGGGGATAACCCGGGGAAACCCGGGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCTTCG 
GCTCTCGCGTCGAGACGAGCTCATGTCCGATTAGCTGGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCACCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGG 
TTGTAAAGCACTTTCAGTGGGGAAGAAAGCCTCGGGGCGAATACCCTCGGGGGTTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCTTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCAACGTAAGTTAGATGTGAAAGCCCCGGGCTCAACCCGGGAACGGCA 
TTTTAGACTGCGTCGCTCGAGTTCTGAGTAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGACGAAGGCGGCCCCCT 
GGCTCAAGACTGACGCTGAGGTCGAAACCGTGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTGGGTCCATTTAAGG 
GCTTCGTGGCGCACTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCTCGGAATCCTGCAGAGATGCGGGAGTGCTTCGGGAGCCGAGAGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGACGTGAGATGTTGGGTTAAGTCCCGTCACGAGCGCAACCCTTGCCCTTAGTTGCCAGCGCGTCATGGCGGGAACTCTAAGGGGACTGCCG 
GTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTATTATTGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTTGCCAACCCGCG 
AGGGGGAGCCAATCTCAGAAAACCGGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGGAGNTTGTGCACCAGAAGCAGGTAGCTTAACTTCGGGAGGNGCGCABHGCCGGTGTGGTCA 
ATGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGGAC 
GGTTTAGAAGTGAGAGGCTTGCCTCTCGCTTTTAGACAGTGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCGTAATACCGGGATAACCTGGGGAAACCGAG 
GCTAAGCCCGGATAGGCTCCTTTTCCGCATGGGAGAGGAGGGAAAGGGTGCGACCCGATTACGGAGGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCC 
CACCAAGGCGATGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGAGACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCA 
ATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAGTGAGGAAGGCCTTCGGGTTGTAAAACTCTGTTGTTTGGGAAGAAGGGAAAGGGTAGGCCCCTTAGGTGAC 
GGTACCAAACGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGCGCGCGCAGGCGG 
TCCTTTAAGTCTGATGTGAAAGCCCGCGGCTTAACCGCGGAAGGTCATTGGAAACTGGGGGACTTGAGGC TAGGAGAGGGAAGTGGAATTCCTGGTGTAGCGGTG 
AAATGCGTAGAGATCAGGAGGAATACCGATGGCGAAAGCAGCTTTCTGGCCTAGAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTGAGGGGTTTCAAGGCCCTTCGTGCCGCAGTACACACAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAG 
TCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACG 
GGAGTAGAGATACTTCGTCCCTTCGGGGCAGAGGAGACCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGAGCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGCTGACTGCCGCAGACGAAGCGGAAGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
CTGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGAAGCGAAGGAACGATCCGGAACGGAACCCAAAAAGCCGGTCCTAGTTCGGATTGCAGGCTGCAACTC 
GCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCCGAAAC 
ACCCGAAGTCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGCCTAACACATGCAAGTCGAACGGTGCCTTCGGGCACAGTG 
GCGCACGGGTGAGTAACACGTGGGAATCTGCCTTTCGGTTCGGAATAACGTTTGGAAACGAACGCTAACACCGGATACGCCCTTCGGGGGAAAGTTCACGCCGAG 
AGAGGAGCCCGCGTCCGATTAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCT 
CTTTCGCACGTGACGATGATGACGGTAACGTGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACT 
GGGCGTAAAGGGCGCGTAGGCGGCCTGTTTAGTCGGAAGTGAAAGCCCCGGGCTCAACCTGGGAATTGCTTTCGATACTGGCAGGCTTGAGTTCCGGAGAGGATG 
GTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCCATCTGGACGGACACTGACGCTGAGGCGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGACGTCGGGGTGCATGCACTTCGGTGTCGCCGCTAACGCATTAAGCATTCCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
ACCCTTGACATGTCCACTACCGGTCTCAGAGATGGGACTTTCGGTTCGGCCGGGTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTGCCATCATTCAGTTGGGCACTCTGGTGGAACTGCCGGTGACAAGCCGGAGGAAGGCGGGGATGACGT 
CAAGTCCTCATGGCCCTTATGGGTTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGAAGCCGCGAGGTGGAGCCAATCCCCAAAAGCCGTCTCAG 
TTCGGATCGCACTCTGCAACTCGAGTGCGTGAAGTTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACWCCGCCCN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCCTTACACATGCAAGTCGAACGGCAGCATAGGAGCTTGCTCCTGATGGCGAGTG 
GCGAACGGGTGAGTAATATATCGGAACGTGCCCTAGAGTGGGGGATAACTAGTCGAAAGACTAGCTAATACCGCATACGATCTACGGATGAAAGTGGGGGATCGC 


AAGACCTCATGCTCCTGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAAGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCC 
TTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTTCTGGATAATACCTGGAGCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGA 
ATTGCATTTGAGACTGCACGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGCAG 
CCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTC 
TTAATTGACTTGGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
ATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGATGGAATCCCGAAGAGATTTGGGAGTGCTCGAAAGAGAGCCATCACACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCCGCCAACC 
CGCGAGGGGGAGCTAATCCCAGAAAGTGTATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGC 
GGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTGGGTAGCCTAACCGTAAGGAGGGCGCTCACCACGGTAG 
GATTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCT 
GGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAACCTTCGGGTTTCTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTC 
AAAGTGGGGGATAGCCTTTCGAAAGGAAGATTAATACCGCATAACATTATAGCTTCGCATGGAGCCATAATTAAAGGAGTAATCCGCTTTGAGATGGACCCGCGG 
CGCATTAGCTAGTTGGAGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAACTCTGTCTTTGGGGAC 
GATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGATG 
TGTAGGCGGATATTTAAGTGAGATGTGAAATCCCCGGGCTTAACCTGGGGGCTGCATTTCAAACTGGGTATCTAGAGTGCAGGAGAGGAAAGCGGAATTCCTAGT 
GTAGCGGTGAAATGCGTAGATATTAGGAAGAACATCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGACATGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAGGTGTAGGAGGTATCGACTCCTTCTGTGCCGTCGTTAACACAATAAGTACTCCGCCTGGGAAGTAC 
GGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATC 
TCCTGAATTACCTGTAATAAGGGAAGCCCTTCGGGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTATTATTAGTTGCTACCATTAAGTTGAGCACTCTAGTGAGACTGCCCGGGTTAACCGGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCT 
TATGTCTAGGGCTACACACGTGCTACAATGGTGAGAACAACGAGATGCAATACCGCGAGGTGGAGCCAAACTTCAAATCTCATCTCAGTTCGGATTGTAGGCTGA 
AACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCTG 
GTAATACCCGAAGTCCGTGAGGTAACCTTTATTGGAGCCAGCGGCCGAAGGTAGGATCGGTGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGTG 
GCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAA 
GTCGAGCGGAGTTAGAGAAGCTTGCTTCTCTAACTTAGCGGCGGACGGGTGAGTAACACGTGGGCAATCTGCCCGTAAGACTGGGATAACTCCGGGAAACCGGGG 
CTAATACCGGATAATCCTGACTCTCTCCTGAGAGTCAGTTGAAAGATGGTTTCGGCTATCACTTACGGATGAGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAAC 
GGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACACGTACGAGAGTAACTGCTCG 
TACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCG 
CGCAGGTGGTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGGAGAGGAAAGTGGAATTCCACGT 
GTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGCCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGGTTTCCGCCCCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTAC 
GGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CCATTGCCCGGTCTAGAGATAGACTTTTCCCTTCGGGGACAATGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGC TACACACGTGCTACAATGGACGATACAAAGGGCAGCGAGACCGCGAGGTGGAGCCAATCCCATAAAATCGTTCTCAGTTCGGATTGTAG 
GCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 
AGTTTGTAACACCCGAAGTCGGTGGGGTAACCATTTGGAGCCAGCCGCCTAAGGTGGGACCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGT 
GCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGAATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAA 
CGAGAAAGGGATTGCTTGCAATCCTGAGTAGAGTGGCGCACGGGTGAGTAACACGTAGATAATCTACCTTCAAGCCCGGGATAACTGCCCGAAAGGACAGCTAAT 
ACCGGATGAAGTTGGTTCACACAAGTGAATTAATGAAAGATTGCCTCTTCTTGAAAGCAATTGTTTGGAGATGAGTTTGCGGACCATTAGTTTGTTGGTGGGGTA 
AAGGCCTACCAAGACTGCGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGGTACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTT 
TGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGCCCTTGGGTCGTAAAGCTCTGTCGACAGGGAAGAAATTATAATCATCCAATAGGT 
GGTTGTATTGACGGTACCTGTAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGG 
GCGCGTAGGCGGTCTTGTCGGTCAGATGTGAAAGCCCAGGGCTCAACCCTGGACGTGCATTTGAAACAGCAAGACTTGAGTACGGGAGAGGAAAGCGGAATTCCT 
GGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCTTTCTGGACCGATACTGACGCTGAGGCGCGAAGGCGTGGGTAGCGAACAGG 
ATTAGATACCCTGGTAGTCCACGCAGTAAACGATGTGCACTAGGTGTGGCGGATATTAAAATCTGCTGTGCCCAAGCTAACGCATTAAGTGTACCGCCTGGGGAG 
TACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGAC 
ATCCTGTGAATGTTTAAGAGATTAGACAGTGCCTTCGGGAGCACAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGC 
AACGAGCGCAACCCTTATCGTTAGTTGCCAGCACATAATGGTGGGAACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGCGGGGATGACGTCAAGTCCTCA 
TGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTAAATACAGAGGGCAGCAAACCGGCAACGGTAAGCGAATCCCTAAAGTTTATCTCAGTCCGGATTGG 
AGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATATGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
AGAGTTGATTATACCCGACGTCGTTGGGCTAACTATTTATAGAAGCAGGCGCCTAAGGTATGTTTGATAATTGGGGTGAAGTCGTAACAAGGTAGCCGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGCTCAGAATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGAGAAAGGGGC 
TTCGGCCCTGAGTAGAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTTGGATTTGGGATAACTCTGCGAAAGTGGAGCTAATACCGGATAGTCTGGCT 
TTAAATAAGAAGTCGGTAAAGGATGCCTCTGCATATGCATTCGTCCGAGGATGAGCCCGCGTCTCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACGA 
TGAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCT 
GACGCAGCAACGCCGTGTGAGGGATGAAGGCTTTCGGGTCGTAAACCTCTGTCGGAAGGGAAGAACGGGCATTGGTCTAATAGGCCTTTGTTTTGACGGTACCTT 
TAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGTAGGTGGCCTTGTAA 
GTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTTGAAACTGCAGGGCTTGAATCCTGGAGAGGGTGGCGGAATTCCTGGTGTAGGAGTGAAATCCGT 
AGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTATTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACACCGTAAACGATGGATACTAGGTGTCGGGGACTTGATCTTCGGTGCCGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCA 
AAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATCCTGGGAATCCTGCAGAGATG 
CGGGAGTGCCCTTCGGGGAATCCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCT 
CAGTTGCCAGCACATAATGGTGGGCACTCTGTGGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTA 
CACACGTACTACAATGGTGGGTACAAAGGGCTGCGAAACCGCGAGGTCGAGCGAATCTCAAAAAACCCATCATAGTCCGGATTGCAGTCTGCAACTCGACTGCAT 
GAAGTTGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGTTCTACCCGAAG 
TCGCCGGACTAACCCTTGGGAGGTAGGCGCCTACGGTAGGGCTGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAGAAAGTTCCGGCTTCGGCTGGAAGAGTAAA 


GTGGCGCACGGGTGAGTAACCCGTGGGTAACCTCCCTTTGAATCTGGGATAACCGCCGGAAAGGCGGGCTAATACCGGATATCGTCCCTTTGACTTTGGTCATTG 
TGATGAAAGGTGACCTCTTCATGAAAGTTGCCGTTTAAGGAGGGGCCCGCGTACCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCGCGATGGTTAGCTG 
GTCTGAGAGGATGATCAGCCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAA 
CGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTCAAGTGGGAAAAAATCTTCATCGTAAACAGCGCTGAAGACTGATGGTACCACTAAAGGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTTTGGCAAGTCAGGCGTGA 
AAGCCCAGGGCTCAACCCTGGAAGTGCGTGTGAAACTGCCATTCTGGAGTATGGGAGAGGAGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGA 
GGAACACCCGTGGCGAAGGCGACTCTCTGGACCAATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGAGAACTAGGTGTAGCGGGTATTGACCCCTGCTGTGCCGTAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGACATCCTTTGACCGCCATGGAAACATGGTTTTC 
CCGACTCTGTCGGGACAGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTT 
GCCAGTATTAAGTTAGGCACTCTAAAGAGACTGCCTCGGTTAACGAGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATACCCAGGGCTACACACGT 
GCTACAATGGGCTGTACAAAGGGTCGCTATCCCGCGAGGGGGAGCTAATCCCAAAAAGCAGTTCTCAGTTCGGATTGGAGTCTGCAACTCGACTTCATGAAGTCG 
GAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGATTGTACCAGAAGTTGCTGG 
GCTAACCCTTCGGGGAGGCAGGTACCTAAGGTACGGTGGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGANNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGGCTCCTGCTTGCGGGGGTTGGATTAGTGGCGAACGGG 
TGAGTAATACGTGAGTAACCTGCCCCTTTCTCTTGGGATAAGCCTTGGAAACGAGGTCTAATACTAGATATTCTGCTTCTGCCGCATGGTGGGGGTTGGAAAGGT 
TTTTTCTGGTGGGGGATGGGCTCACGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACATT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGGAAGTCTGATGCAGCGAACGCCGCGTGGGGGATGAAGGCTTT 
CGGGTTGTAAACTCCTTTTAACACTGAACAAGGCGAAAGTTGAGGGTAGGTGTTGAATAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCG 
CGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGGGCTGCAGTGGGTACGGGCAG 
GCTAGAGTGCGGTAGGGGTAATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCNATGGCGAAGGCAGGTTACTGGGCCGTTACTGAC 
GCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCCTTTTCCATGGGTTCTGTACC 
GTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTC 
GATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGGATTATGCAGAGATGTGTGAGTCTTCGGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTATGGTGGGGACTCACGAGAGACTGCCGGGGTTAACTCG 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGAGCTTGTGAGGGTGAGCGA 
ATCCCTTAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCCGTGGCCTAACTCGTTTGAGGGGGAGCGGACGAAGGTGGGATTAGCCATT 
GGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGAGCGA 
ACGTTAGCGGCGCGCTTAACACATGCAAGTCGAGCGAGAAAGGGCTTCGCCCCCGGTAAAGCGGCGCACGGGTGAGTAACACGTAGGTAATCTGCCTTCCGGTGG 
TGGATAACGTTCCGAAAGGAACGCTAATACAGCATGAGACCACGGTGTCGAGAGACGCAGAGGTCAAAGCGGGCCAATGAAATCAAGCTCGCACCGGAAGATGAG 
CCTGCGGCCCATCAGCTAGTTGGTAGGGTAATGGCCTACCAAGCCGAAGACGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCTCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTGTGGA 
GAGGGACGAATAAGTGCTGGCTAATATCCAGCGCGATGACGGTACCTCTTTAGCAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAAGACAGAGGGTGCAAA 
CGTTGTTCGGAATTACTGGGCGTAAAGCGCGTGTAGGCGGCTCTGCAAGTCGGGTGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCACTCGAAACTGCAGAGCTT 
GAGTCCCGGAGAGGAAGGCGGAATTCTCGGTGTAGAGGTGAAATTCGTAGATATCGAGAGGAACACCGGTGGCGAAGGCGGCCTTCTGGACGGCGACTGACGCTG 
AGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGCAAACGATGGGGTCTAGGTGCTGCGGGCTTTGACCCCTGCGGTGCCGTAGC 
TAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTCAATTCGACGC 
AACGCGCAGAACCTTACCTGGGCTAGAAAACGCAAGAACCTGGTCGAAAGGTCGGGGTGCTCTTCGGAGAACTTGCGGTTAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCGGTTCGGCCGGGCACTCTAGCGAGACTGCCGATATTGAAATCG 
GAGGAAGGTGGGGATGACGTCAAGTCCTCATGGTCCTTATGTCCAGGGCTACACACGTGCTACAATGGTCGGTACAAACGGTTGCGAACTCGCGAGGGGGAGCCA 
TTCCGAAAAAACCGACCTCAGTACGGATAAGAGTCTGCAACTCGACTCTTTGAAGTTGGTATCGCTAGTAATCGCTGATCAGCAGGCAGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCGATTGCTCCAGAAGTGGCTGCGCCAACCCGCAAGGGAGGTAGGCCCCCAAGGAGTGGTCGGTAACTGG 
GGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGGTGGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGC 
TCAGAACGAACGTTATCGGCGCGCTTAACACATGCAAGTCGAGCGAGAAAGGGCTTCGCCCCCGGTAAAAGCGGCGCACGGGTGAGTAACACGTAGGTAATCTCC 
CTTCCGGTGGTGGATAACGTTCCGAAAGGAACGCTAATACAGCATAAGACCACGCTTTCGAGAGAGAGAGAGGTCAAAGCGGGCCAATGAAATCAAGCTCGCACC 
GGGAGATGAGCCTGCGGCCCATCAGCTTGTTGGTAGGGTAATGGCCTACCAAGGCGAAGACGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGA 
CACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAA 
GCTCTGTGGAGAGGGACGAATAAGTACTGGCTAATATCCAGTGCGATGACGGTACCTCTTTAGCAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAAGACAG 
AGGGTGCAAACGTTGTTCGGAATTACTGGGCGTAAAGCGCGTGTAGGCGGCTCTGCAAGTCGGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATTCGAAAC 
TGCAGAGCTTGAGTCCCGGAGAGGAAGGCGGAATTCTCGGTGTAGAGGTGAAATTCGTAGATATCGAGAGGAACACCGGTGGCGAAGGCGGCCTTCTGGACGGCG 
ACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGCTGCGGGCTTTGACCCCTGCG 
GTGCCGTAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTC 
AATTCGACGCAACGCGCAGAACCTTACCTGGGCTAGAAAACGCAGGAACCTGGTCGAAAGGTCGGGGTGCTCTTCGGAGAACCTGCGGTTAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTTAGTTGCCAGCGGTTCGGCCGGGTACTCTAGCGAGACTGCCGAT 
ATTGAAATCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTCGGTACAAACGGTTGCGAACTCGCGA 
GGGGGAGCCATTCCGAAAAAACCGACCTCAGTACGGATAAGAGTCTGCAACTCGACTCTTTGAAGTTGGAATCGCTAGTAATCGCTGATCAGCAGGCAGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCGATTGCTCCAGAAGTGGCTGCGCCAACCCGCAAGGGAGGTAGGCCCCCAAGGAGTGGT 
CGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGGTGGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNCCTGGCTCAGAGCGAACGTTAGCGGCGCGCTTAACACATGCAAGTCGAGCGAGAAAGGGCTTCGCCCCCGGTAAAGCGGCGCACGGGTGAGTAACACGTAG 
GTAATCTGCCTTCCGGTGGTGGATAACGTTCCGAAAGGAACGCTAATACAGCATGAGACCACGGTGTCGAGAGACGCAGAGGTCAAAGCGGGCCAATGAAATCAA 
GCTCGCACCGGAAGATGAGCCTGCGGCCCATCAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGAAGACGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTG 
GAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGTGATGAAGGCCTTCG 
GGTTGTAAAGCTCTGTGGAGAGGGACGAATAAGTGCTGGCTAATATCCAGCGCGATGACGGTACCTCTTTAGCAAGCACCGGCTAACTCTGTGCCAGCAGCCGCG 
GTAAGACAGAGGGTGCAAACGTTGTTCGGAATTACTGGGCGTAAAGCGCGTGTAGGCGGCTCTGCAAGTCGGGTGTGAAAGCCCTGGGCTCAACCCAGGAAGTGC 
ACTCGAAACTGCAGAGCTTGAGTCCCGGAGAGGAAGGCGGAATTCTCGGTGTAGAGGTGAAATTCGTAGATATCGAGAGGAACACCGGTGGCGAAGGCGGCCTTC 
TGGACGGCGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGCTGCGGGCTTTG 
ACCCCTGCGGTGCCGTAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTCAATTCGACGCAACGCGCAGAACCTTACCTGGGCTAGAAAACGCAAGAACCTGGTCGAAAGGTCGGGGTGCTCTTCGGAGAACTTGCGGTTAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCGGTTCGGCCGGGCACTCTAGCGAG 
ACTGCCGATATTGAAATCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGTCGGTACAAACGGTTGCG 
AACTCGCGAGGGGGAGCCAATCCGAAAAAACCGACCTCAGTACGGATAAGAGTCTGCAACTCGACTCTTTGAAGTTGGAATCGCTAGTAATCGCTGATCAGCAGG 
CAGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCGATTGCTCCAGAAGTGGCTGCGCCAACCCGCAAGGGAGGCAGGCCCCCA 


AGGAGTGGTCGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGGTGGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNTTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGCGAATGGAGCAATCCTAGTAGAGCGGCGCACGGGTG 
CGTAACACGTGGATAATCTGCCTGGGTGTCTGGGATAACCAGTCGAAAGATTGGCTAATACCGGATAAGCCCCCGGGAGCTTCGGCTCTTGAGGGAAAAGGTGGC 
CTCTGTATACAAGCTATCACATCCAGATGAGTCCGCGGCCCATCAGCTAGTTGGCGGGGTAATGGCCCACCAAGGCAACGACGGGTAGCTGGTCTGAGAGGACGA 
TCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGTGTGA 
TGAAGGTCTTTGGATTGTAAAGCACTTTCGACCGGGACGAAAACCCCTGGGCTAATACTCCAGGGCTTGACGGTACCGGGAGAAGAAGCACCGGCTAACTCTGTG 
CCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGTAGGCGGCTTTGCAAGTCGGATGTGAAAGCCCTCGGCTCAA 
CCGAGGAAGTGCGTTCGAAACTGCAGAGCTTGAGTGCCGGAGAGGGTGGCGGAATTCCCCAAGTAGAGGTGAAATTCGTAGATATGGGGAGGAACACCGGTGGCG 
AAGGCGGCCACCTGGACGGTCACTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAGGTG 
TCGTGGGTGTTGACCCCCGCGGTGCCGTAGCTAACGCATTAAGTTCTCCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCTTGACATCCTCGGAATGCCTCAGAGATGAGGCGGTGCCCGCAAGGGAACCG 
AGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCGCGCAAGCGGATCTC 
TAGAGGGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGACCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGC 
GTTGCCAACTCGCGAGAGGGAGCTAATCGCATAAAACCGGTCTCAGTTCAGATTGGAGTCTGCAACTCGACTCCATGAAGGCGGAATCGCTAGTAATCGCAGATC 
AGCACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCGATTGCTCCAGAAGTCATCTCACCAAGAGGTGCCCAAGGAGTG 
GTCGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGGAGCTTGCTCCTTGGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCT 
GATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAATGTCGCAAGACCAAAGCGGGGGACCTTCGGGCCTCGCACCATCGGATGTGCCCAGATGGG 
ATTAGCTTGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAA 
GGCAGTCGTGTTAATAGCACGATTGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCG 
GAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCCGGGAACTGCATTCGAAACTGGCAGACTAGAGTCTTCT 
AGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGCTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTA 
AGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGA 
ACCTTACCTACTCTTGACATCCAGAGAACTTGCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGG 
ATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTG 
CGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACA 
AGGTAACCGTAGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCA 
AGTCGAGCGGTAGCACAGGAGAGCTTGCTCTCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACG 
GTAGCTAATACCGCATAACGTCTTCGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCATCAGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTC 
ACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGGTTCAGTGTTAATAGCACTGTGCAT 
TGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAG 
GCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGC 
GGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGC 
AAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGA 
ATTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGAACTCGCGAGAGCCAGCGGACCTCATAAAGTACGTCGTAGTCCGGATCGGAGTCTGCA 
ACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGG 
TTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGAGAGCTTG 
CTCTCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTCGG 
ACCAAAGTGGGGGACCTTCGGGCCTCACGCCATCAGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCT 
GAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCC 
GCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGGTTCAGTGTTAATAGCACTGTGCATTGACGTTACTCGCAGAAGAAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATC 
CCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAA 
TACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATG 
TCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTAGTGCCTTC 
GGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGCGT 
AATGGCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAAT 
GGCGTATACAAAGAGAAGCGAACTCGCGAGAGCAAGCGGACCTCATAAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCT 
AGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCT 
TCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAAGGAGCTTGCTCCTGGGTGACGAGCGGCGGACGGGTGAGT 
AATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTCGGACCAAAGTGGGGGACCTTCGGGCCTCACACCA 
TCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGAC 
ACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAG 
CACTTTCAGCGAGGAGGAAGGGTTCTGTGTTAATAGCACCGTTCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGG 
AGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGAGCTTAACTTGGGAACTGCATTTGAAAC 
TGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAG 
ACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGC 
TTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAAGGAGACTGCCGGTGA 
TAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGAACTCGCGAGAG 
CAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATA 


CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTTAGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATG 
ACTGGGGTGAAGTCCTAACAAGGTAACCGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGC 
GGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACGGGGGAGCTTGCTCCCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGG 
GGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTCGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCATCAGATGTGCCCAGATGGGATTAGCTA 
GTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGGTAATG 
TCTTAATACGGCATTCGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTCGTAGAGGGGG 
GTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAATCGACC 
GCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGAGCTCGCGAGAGTAAGCGGACCTCATAAAGTACGTCGTAG 
TCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACC 
GTAGGGGAACCTGCGGCTGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAACACATGCAAGTCGAGCGGCAGCGGGAAGT 
AGCTTGCTACTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATGACCT 
CGAAAGAGCAAAGTGGGGGATNTTCGGACCTCACGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGC 
TGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGC 
CATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGCATCACACTTAATACGTGTGGTGATTGACGTTACTCTCAGAAGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGT 
GAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTG 
GAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA 
ACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACGGAATTCGCCAGAGATGGCTTAGT 
GCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCA 
GCGAGTAATGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGC 
TACAATGGCATATACAAAGAGAAGCGAACTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCT 
TAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGGAAAGCTTGCTTTCTTGCTGACGAGCGGCGGAC 
GGGTGAGTAATGTATGGGGATCTGCCCGATAGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATGACGTCTACGGACCAAAGCAGGGGCTCTTCGGACC 
TTGCGCTATCGGATGAACCCATATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTAGGG 
TTGTAAAGTACTTTCAGCGGGGAGGAAGGTGTTAAGATTAATACTCTTAGCAATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCAATTAAGTCAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCA 
TCTGAAACTGGTTGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCT 
GGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGA 
GGCGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATCCTTTAGAGATAGAGGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAAGGAGACT 
GCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCAGATACAAAGAGAAGCGACCT 
CGCGAGAGCAAGCGGAACTCATAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTAC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGT 
GATTCATGACTGGGGTGAAGTCCTAACAAGGTAACCGTAGGGGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCG 
GCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGAAAGTAGCTTGCTACTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGG 
GGATAACTACTGGAAACGGTGGCTAATACCGCGTAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTCGCCATCAGATGTGCCCAGATGGGATTAGCTAG 
TAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGGTAGGTA 
CTTAATACGTGCTTACATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTAAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGG 
TAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAAGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCT 
ACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCAAGTCATGTTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCTAACTCGCGAGAGCATGCGGACCTCATAAAGTACGTCGTAG 
TCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACC 
GTAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAAGAGAG 
CTTGCTCTCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATGATGTCT 
TCGGACCAAAGTGGGGGACCTTCGGGCCTCACGCCATCAGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCTCTAGCTG 
GTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCA 
TGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCATTGTGGTTAATAACCACAGTGATTGACGTTACTCGCAGAAGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGATTAAGTCAGATGTGA 
AATCCCCGAGCTTAACTTGGGAACTGCATTTGAAACTGGTCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGA 
GGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAAC 
GATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTTGCCAGAGATGCCTTAGTGC 
CTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGC 
ACGTAATGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTA 
CAATGGCATATACAAAGAGAAGCGAACTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAAT 


CGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTA 
ACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCGGGAAGTAGCTTGCTACTTTGCCGGCGAGTGGCGGACGGGTGAGTAAT 
GTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATGACGTCTTCGGACCAAAGAGGGGGACCTTAGGGCCTCTTGCCATCG 
GATGTGCCCAGATGGGATTAGCTAGTAGGCGGGGTAATGGCCCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCAC 
TTTCAGCGAGGAGGAAGGGGTTGTATTTAATACATGCAATCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGATTAAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTAAAACTGG 
TCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACT 
GACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTC 
CGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAA 
CTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAG 
CGGACCTCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT TGCAAAAGAAGTAGGTAGCTTAACCTTCGGGGGGGCGCTTACCACTTTGTGATCCATGACTG 
GGGTGAAGTCGTAACAAGGTAACCGTAGGGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCCTAACACATGCA 
AGTCGAGCGGCAGCGGAAAGTAGCTTGCTACTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACG 
GTAGCTAATACCGCGTAACGTCGAAAGACCAAAGCGGGGGACCTTCGGGCCTCGCGCCATCAGATGAACCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTC 
ACCTAGGCGACGATCTCTAACTGGTCTGAGAGGATGACCAGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGCGTTGTAGTTAATAGCTGCAAGCAT 
TGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAG 
GCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCATGTGTAGC 
GGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGGGCATGACCCGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGC 
AAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGA 
ATTTAGCAGAGATGCTTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTATCCTTTGTTGCCAGCGAGTAATGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTA 
CGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGTGAAGCGAACTCGCGAGAGTAAGCGGACCACATAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCA 
ACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGG 
TTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGGAGCTTGCT 
CCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTCGGACC 
AAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAG 
AGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCG 
TGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCATTGTGGTTAATAACCACAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCC 
GGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATAC 
CGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCG 
ACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACGGAATTTGGCAGAGATGCCTTAGTGCCTTCGGG 
AACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGG 
CCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCG 
CATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTA 
ATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGG 
GAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGGAGCTTGTTCCTGGGTGACGAGCGGCGGACGGGTGAGT 
AATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCA 
TCAGATGTGCCCAGATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGAC 
ACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAG 
TACTTTCAGCGAGGAGGAAGGCATTGTGGTTAATAACCGCAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGG 
AGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAAC 
TGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAG 
ACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGC 
TTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAATTCGGCAGAGATGCCTTAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGAT 
AAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGC 
AAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGA 
CTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGATTGAACGCGGGCGC 
CAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGGAGCTTGCTCCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGA 
TAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGGGATTAGCTAGTAG 
GTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCATTGTGGTT 
AATAACCGCAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGC 
GTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAG 
AATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAAGGCGGCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCT 
GGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACT 
CTTGACATCCACAGAATTCGGCAGAGATACCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCG 


GATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAG 
GGGAACCTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGC 
AAGTCGAGCGGTAGCACAGGGAGCTTGCTCCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGG 
TAGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGGGATTAGCTAGTAGGTGAGGTAATGGCTCA 
CCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCATTGTGGTTAATAACCACAGTGATT 
GACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGG 
CGGTTTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCG 
GTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGGCGGCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCA 
AGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAA 
TTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACG 
AGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAAC 
TCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
GCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCAGAATGAACGTTGGCGGCGTGGATTAGGCATGCAAGTCGGACGAGAAGTTTCCTTC 
GGGAAATGGAAAGTGGCAAACGGGGTAGTAAGGCGTAGGTGACGTACCCTCAGGTTCGGGATAGCCACGGGAAACCGTGATTAATACCGAATGATCTCTCTTTGT 
ATGGTGCATTGAGAGCAAAGGTGTGATTCCGCCAGAGGAGCGGCTTACGTGATATTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTTAGATGTCTAGGGGGT 
GTGAGAGCATGGCCCCCACCACTGGGACTGAGACACTGCCCAGACACCTACGGGTGGCTGCAGTCGAGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCGACG 
CCGCGTGCGGGATGAAGGCCCTTGGGTTGTAAACCGCTGTCAGAGGGGATGAAATGCAGAAGGGTTATCCCTTTTGTTTGACAGAGCCTCAGAGGAAGCACGGGC 
TAAGTACGTGCCAGCAGCCGCGGTAACACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGTTTAGTAAGTAGGGTGTGAAATGC 
CAGGGCTCAACCTTGGCACGGCGCTCTAAACTGCTAAACTTGAGTGAGATAGGGGTGTACGGAACTTCCGGTGGAGCGGTGAAATGCGTTGATATCGGAAGGAAC 
ACCGGTGGCGAAAGCGGTACACTGGGTCTTAACTGACGCTGAGGCACGAAAGCTAGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGA 
GTACTAGTTGGGAGGAGCTTCGGCTCATCCGGACGTAGCGAAAGCATTAAGTACTCCGCCTGGGGAGTATGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGG 
GCTCACACAAGCGGTGGAGCATGTGGCTTAATTCGAGGCAACGCGAAGAACCATATCCTGGATTTGACATGCTTGTATTAGCTCTGTGAAAGCAGAGTGACGCCT 
TCGGGTGGAACTTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTCGCGTTAAGTCGCTGAACGAGCGAAACCCCTATCCTTAGTTGCCAGCA 
CGTCATGGTGGGGACTCTAAGGAGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCTTTATGTCCAGGGCTGCACACGTGCTAC 
AATGCGGCGTACAAAGGGAAGCAAAATCGCGAGATCAAGCAAATCCCAAAAAGCGTCGCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAATC 
GCTAGTAATCGCAGGTCAGCTATACTGCGGTGAATATGTTCCTGAGCCTTGTACACACCGCCCGTCAAGCCACGAAAGCGGGGGGCGTCCAAAGTCGCTGAGCTA 
ACCCTTCGGGGAGGCAGGCGCCTAAGATGAACTCCGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGACATAGTGGCAGACGGGTGAGTAACGCGTGGGAACGTAC 
CTTTCGCTACGGAATAGCTCTTGGAAACGAGTGGTAATACCGTATACGCCCTTCGGGGGAAAGATTTATCGGCGAAAGATCGGCCCGCGTTAGATTAGGTAGTTG 
GTGGGGTAATGGCCTACCAAGCCTACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGCCAGGGATGATAATGACAGTACC 
TGGTAAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTTTT 
AAGTCAGATGTGAAATCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGAAGTCTGGAGTTCAGGAGAGGT TAGCGGAATACCGAGTGTAGAGGTGAAATTC 
GTAGATATTCGGTGGAACACCAGTGGCGAAGGCGGCTAACTGGACTGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACACCGTAAACGATGACAGCTAGTTGTTGGCAGGCATGCCTGTCGGTGACGCAGCTAACGCATTAAGCTGTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAAC 
TCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACATCCCGATCGCGGTTTCCAG 
AGATGGATTCCTTCAGTTAGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTC 
ATCCTTAGTTGCCATCACGTTTGGGTGGGCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGTAG 
GGCTACACACGTGCTACAATGGCAGTGACAATGGGATAATCCCAAAAAGCTGTCTCAGTTCAGATTGTCCTCTGCAACTCGAGGGCATGAAGGTGGAATCGCTAG 
TAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAATTGGCTCTACCCGAAGACGCTGTGCTAACTTCG 
GAGGCAGGCGGCCACGGTAGGGTCAGTGACTGGGATGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGATATAGTGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTCACTAC 
GGAATAGCTCTGGGAAACTGGTGGTAATACCGTATACGCCCTTAGGGGGAAAGATTTATCGGTGAAAGATCGGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAAT 
GGCTCACAAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTG 
CACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGTCAGGGATGATAATGACCGTACCTGAAGAAGAA 
GCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGTG 
TGAAATCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGAAGTCTGGAGATCAGGAGAGGT TAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTC 
GGTGGAACACCAGTGGCGAAGGCGGCTAACTGGACTGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTA 
AACGATGAGAGCTAGTTGTTGGCAGGCATGCCTGTCGGTGACGCAGTTAACACATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACATGTCCAGTATGGTTTCCAGAGATGGATTC 
CTTCAGTTCGGCTGGCTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTT 
GCCATCACGTTTGGGTGGGCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGTAGGGCTACACAC 
GTGCTACAATGGCAGTGACAATGGGATAATCCCAAAAAGCTGTCTCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGGTGGAATCGCTAGTAATCGTGGA 
TCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAATTGGTTCTACCCGAAGACGGTGAGCTAACTTCGGAGGCAGCCG 
GCCACGGTAGGATCAGTAACTGGGATGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTCTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTTC 
GGAATAACTCGCCGAAAGGCGTGCTAATACCGGATGATGTCGTAAGACCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAAGATTAGCTAGTTGGTGAGGTAAA 
GGCTCACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAA 
GCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTCAGAGG 
TGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTC 
GGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGATAACTAGCTGTCCGGGCACTTGGTGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAA 
TTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGTCCGGACGATTTCCAGAGATGGATCT 
CTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTA 
CCATCATTTAGTTGGGGACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTG 
CTACAATGGCGGTGACAGTGGGCAGCAAACTCGCGAGAGTGCGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGA 
ATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCGTTGCGC 


TAACTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCCCTTCGGGGGAGTGGCAGACGGGTGAGTAACGCGT 
GGGAACATACCTTTCGGTTCGGAATAGCCCCGGGAAACTGGGTGTAATACCGGATACGTCCTTAGGGAGAAAGATTTATCGCCGAAAGATTGGCCCGCGTTAGAT 
TAGGTAGTTGGTGGGGTAAAAGCCTACCAAGCCTACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGAGGAATCTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCAGCAGGGAAGATAA 
TGACGGTACCTGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCTCGTAG 
GCGGATTGGTCAGTCAGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGCCAGTCTTGAGTTCGGGAGAGGTGAGCGGAATACCGAGTGTAGA 
GGTGAAATTCGTAGATATTCGGTGGAACACCAGAGGCGAAGGCGGCTCACTGGACCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGTTGTCTGGCAGCATGCTGTTAGGTGACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCA 
AGGTTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACATACCAATCG 
CGATTTCCGGAGACGGATTTCTTCAGTTCGGCTGGATTGGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGCCGTTAGTTGCCAGCAGGTTTGGCTGGGCACTCTAACGGGACCGCCGGTGTCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTACGGGTAGGGCTACACACGTGCTACAATGGCAGTGACAGAGAGCTAATCTCAAAAAACTGTCTCAGTTCGGATTGTCTTCTGCAACTCGAAGGCATGAAGTTG 
GAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTATTACCCGACGACGCTGC 
GCTAACCTTCGGGAGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCACTTCGGTGGGAGCGGCAGACGGGTGAGTAACGC 
GTGGGAACGTACCTTTTGGTTCGGAATAGCCCTGGGAAACTGGGTGTAATACCGAATGTGCCCTTCGGGGGAAAGATTTATCGCCAAAAGATCGGCCCGCGTTAG 
ATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGAGGAATCTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCAGCAGGGAAGAT 
AATGACGGTACCTGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCTCGT 
AGGCGGATTGATAAGTCAGAGGTGAAAGCCCAGGGCTCAACCTTGGAATTGCCTTTGAAACTGTCAGTCTTGAGTTCAGGAGAGGTGAGCGGAATTCCGAGTGTA 
GAGGTGAAATTCGTAGATATTCGGAGGAACACCAGAGGCGAAGGCGGCTCACTGGACTGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACTATGAGAGCTAGTTGTCAGCAAGCATGCTTGTTGGTGACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCG 
CAAGATTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACCCTTGACATACCGAT 
CGCGGATCGCAGAGATGCTTTCCTTCAGTTAGGCTGGATCGGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGCCACTAGTTGCCAGCAGGTTTGGCTGGGCACTCTAGTGGGACCGCCGGTGTCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGTGACAGAGAGCTAATCTCTAAAAACTGTCTCAGTTCGGATTGTCTTCTGCAACTCGAAGGCATGAAGT 
TGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGATTGT 
GCGCTAACCGCAAGGAAGCAGCAAGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCACTTCGGTGGGAGCGGCAGACGGGTGAGTAAC 
GCGTGGGAACGTACCTTTTGGTTCGGAATAGCCCCGGGAAACTGGGTGTAATACCGAATGTGCCCTTCGGGGGAAAGATTTATCGCCAAAAGATCGGCCCGCGTT 
AGATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGAGGAATCTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCAGCAGGGAAG 
ATAATGACGGTACCTGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCTC 
GTAGGCGGATTGATAAGTCAGAGGTGAAAGCCCAGGGCTCAACCTTGGAATTGCCTTTGAAACTGTCAGTCTTGAGTTCAGGAGAGGTGAGCGGAATTCCGAGTG 
TAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGAGGCGAAGGCGGCTCACTGGACTGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACTATGAGAGCTAGTTGTCAGCAAGCATGCTTGTTGGTGACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGT 
CGCAAGATTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACCCTTGACATACCG 
ATCGCGGATCGCAGAGATGCTTTCCTTCAGTTAGGCTGGATCGGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTCGCCACTAGTTGCCAGCAGGTTTGGCTGGGCACTCTAGTGGGACCGCCGGTGTCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATG 
GCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGTGACAGAGAGCTAATCTCTAAAAACTGTCTCAGTTCGGATTGTCTTCTGCAACTCGAAGGCATGAA 
GTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGATT 
GTGCGCTAACCGCAAGGAAGCAGCAAGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGACCCTTCGGGGTTAGTGGCGGACGGGTGAGTA 
ACACGTGGGAACGTGCCTTTTGGTTCGGAACAACTCAGGGAAACTTGAGCTAATACCGAATGTGCCCTTCGGGGGAAAGATTTATCGCCATTAGAGCGGCCCGCG 
TCTGATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCT 
ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGAATGATGAAGGTCTTAGGATTGTAAAATTCTTTCACCGGGGA 
CGATAATGACGGTACCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGA 
GCGTAGGCGGATAGTTCAGTCAGAGGTGAAAGCCCAGGGCTCAACCTTGGAACTGCCTTTGATACTGGCTATCTTGAGTTTGGGAGAGGTATGTGGAACTCCGAG 
TGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACATACTGGCCCAATACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGTTGTCGGCATGCATGCATGTCGGTGACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACG 
GTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCACCTTTTGACATGC 
CTGGACCGCTGCAGAGATGCAGCTTTCCCTTCGGGGACTAGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGCTGTTAGTTGCCACCATTTAGTTGGGCACTCTAACAGGACTGCCGGAGTTAATCCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCC 
TTACAAGGTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGC TGCAAGCCAGCGATGGTGAGCCAATCCCAAAAAGTCGTCTCAGTTCGGATTGTTCTCTG 
CAACTCGAGAGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTT 
GGCTTTACCCGAAGGCGGTGCGCTAACCAGCAATGGAGGCAGCCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGATCCTTCGGGATT 
AGTGGCGGACGGGTGAGTAACACGTGGGAACGTGCCTTTTGGTTCGGAACAACTCAGGGAAACTTGAGCTAATACCGGATAAGCCCTTCGGGGGAAAGATTTATC 
GCCATTAGAGCGGCCCGCGTAGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCTACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTG 
AGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGAATGATGAAGGTCTTAGGATTGT 
AAAATTCTTTCACCGGGGACGATAATGACGGTACCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGA 
ATTACTGGGCGTAAAGGGAGCGTAGGCGGATAGTTTAGTCAGAGGTGAAAGCCCAGGGCTCAACCTTGGAATTGCCTTTGATACTGGCTATCTTGAGTACGGAAG 
AGGTATGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACATACTGGTCCGTTACTGACGCTGAGGCTCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGTTGTCGGCATGCATGCATGTCGGTGACGCAGCTAACGCATTAAGC 
ACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACC 
TTACCACCTTTTGACATGCCCGGACCGCCACAGAGATGTGGTTTTCCCTTCGGGGACTGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCTATTAGTTGCCATCAGGTTTGGCTGGGCACTCTAATAGGACCGCCGGTGGTAAGCCGGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCCTTACAAGGTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGCTGCAATCCCGCGAGGGGGAGCCAATCCCTAAAAGTCGT 
CTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTTGGCTCTACCCGAAGGCGCTGCGCTAACCGCAAGGGGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGG 
TAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACATGCAAGTCGAACGCGAAAGGGCTTCGGCCTGAG 
TATAGTGTCGGACGGGTGAGTAAGGCCTVGGAATCTGGCCCTTCCAGTGGGGRATAACCCGGGGAAACTCGGRCTAATACCGCATACGATCTACGGGRAGAWAGG 


GTGCTTTCGGGCACCCGTTGCAGGATAAGCCCACGTCCGATTAGCTAGTTGGTAGGGTAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAGA 
AGGCCTGCGGGTTGTAAAGCACTTTCAGCGAGGAAGAAGGGTTGTGGGTGAATAGCCCATAATCTTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAGTCACTGGGCGTAAAGCGCACGTAGGCGGCGAAGTCAGTCTGATGTGAAAGCCCTGGGCTTAACC 
TGGGAATGGCATTGGATACTGCTTGGCTCGAGTGTGAAAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAA 
GGCGGCCCCCTGGTTCAACACTGACGCTGAGGTGCGAAGATCTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTAGCCGTN 
NNNTCCATTTAAGGBTTAGTGGCGCATATACGCGATATGTCGACCGCCTGGGGAGTACGCGCGCAAGTATATAACTCAAAGGAATTGACGCGGGCCCGCACACGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACAATCGAGAGAATCCTGCAGAGATGCGGGGAGTGCCTTTCGGGCCTTTGAA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGTTCGGCCSGGGAA 
CTCTAAGGAGACGTCCCGTGATAAACCGGAGGAAGGTGGGGATGACCGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGTGGGTACA 
GAGGGTTGCAAACCCGCGAGGGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGA 
ATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCG 
TTTACCACGGTGTGATCAATGACTGGGGTGATGTCGTAACAAGGTATCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTT 
TGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAAGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGA 
GTAATGCCTGGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGC 
GATTGGATGAACCCAGGTGGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAG 
ACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAA 
AGCACTTTCAGCGAGGAGGAAAGGTTGTTGGCTAATACCCAGCAACTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTAAA 
ACTGTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAA 
AGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGAGACGTG 
GCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCTGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATCAGAACACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGT 
GATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCTAGCGAT 
AGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACGCTG 
GCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAAGAGAGCTTGCTCTCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGA 
GGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACCTCGCAAGAGCAAAGAGGGGGACCTTCGGGCCTCTCGCCATCAGATGTGCCCAGATGGGATTAGC 
TAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGCAGT 
CRTIGTTAATARCACGGYTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGA 
CTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTCAAAACTGACAGGCTAGAGTCTTGTAGAGGG 
GGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAATCGA 
CCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTA 
CCTACTCTTGACATCCAGAGAATTAGCTAGAGATAGCTGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACG 
TCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTACGTCGT 
AGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTATGCCTAACACATGCAAGTC 
GAACGTCAAAGGTCTTCGGATTGAGTAGCGTGGCGGACGGGTGAGTAAAGCGTGGGAATCTGCCTTGCAGTGGGGGATAACCCGGGGAAACTCGGGCTAATACCG 
CATACGCCCTACGGGGGAAAGGGGGCTTTGGCTCTCGTTGCAAGATGAGCCCACGTCCGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCGGTC 
GCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCA 
GCAATACCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGAAAGAAAACCTGGTGGTTAATACCCATCGGCTTTGACGTTACTCACAAAAGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCGCCGTCAGTCCGAT 
GTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTGGATACTGCGGCGCTAGAATGTGAAAGAGGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATC 
TGGAGGAACACCAGTGGCGAAGGCGGCTCCCTGGTTCAACATTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCGGT 
AAACGATGTCGACTAGCCGTTGGGTCCATTTAAGGGCTTAGTGGCGCAGCTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCAGCCCTTGACATCCTCGGAATCTTGCAGAGATGTGAG 
AGTGCCTTCGGGAACCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTG 
CCAGCGCGTCAAGGCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACG 
TGCTACAATGGCCGGTACAGAGCGTCGCGACCCCGCGAGGGTGAGCCAATCGCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTC 
GGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTGCTTGCAGGGTACTCGAGTGGCGAACGGGTGAGT 
AACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCATCGTTTAGTGTCGGTGGTGGAAAGTTTTTCGGTGC 
AGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATTGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAAC 
TCCTTTCAACCATGACGAAGCATTATGTGACGGTAGTGGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCG 
GAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTG 
TAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGA 
AAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGGGGGTCTTCCACGACTTCTGTGCCGTAGCTAACGCAT 
TAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAA 
GAACCTTACCTGGGCTTGACATATGCCGGATCGRCGCAGAGATGCGTTTTCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTATGGTGGGGACTCGCGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAGTGGGTTGCTACACCGTGAGGTGGTGCTAATCCCTTAAAGC 
CGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCCAAACTCGTTAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCGTGCCTAATACATGCAAGTCGTGCGGACATCTTCGGATGTCAGCGGCGGACGGGTGAGTAA 
CACGTGGGCAATCTGCCTTTCAGACCGGAATAACACTCGGAAACGGGTGCTAATGCCGGATAGGTCACGAGGAGGCATCTTCTTGTGAGGAAAGTTGCAAATGCA 
GCGCTGAGAGAGGAGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTT 


GTAAAGCTCTGTTGCTCGGGGAGAGCGATAAGGAGAGTGGAAAGCTCCTTAGGAGACGGTACCGAGTGAGGAAGCCCCGGCAAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGTTGTGTAAGTCTGGAGTGAAAGTCCATGGCTCAACCATGGGATGGCTT 
TGGAAACTGCATGACTTGAGTGCTGGAGAGGCAAGGGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCAGTGGCGAAGGCGCCTTGCTG 
GACAGTGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGATACAC 
CTCAGTGCCGAAGGAAACCCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACCGGTGCAGAGATGTACCTTCCCTTCGGGGCAGAGGAGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTGTGTTACCAGCACGTAGAGGTGGGGACTCACAGGTGACTGCC 
GGCGTAAGTCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGCTACACACGTGCTACAATGGGCGGTACAACGGGAAGCGAAGCCGCG 
AGGTGGAGCCAAACCCAGAAAGCCGTTCGTAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTG 
AATCCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCGGCAACACCCGAAGTCGGTGAGGTAACCCTTAGGGGAGCCAGCCGCCGAAGGTGGGG 
CGGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCG 
GCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAG 
CCTGGGAAACTGGGTCTAATACCGAATACACCCTGCTGGTCGCATGGCCTGGTAGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGG 
TGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTNCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACAGACGAAGCGCAAGTGACGG 
TATGTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTT 
TGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGNCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTANCCCGCCTGGGGAGTACGGNCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGNCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGC 
CGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCA 
GGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG 
ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGA 
TCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGA 
TGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCTTTAACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACCGGA 
TACGACCAGTTCCCGCATGGGATGCTGGTGGAAAGGGATATGTACTGGTTTTAGATGGGCTCACGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCG 
ACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCC 
GGGGCTTAACCCCGGGTTTGCAGTGGGTACGGGCTAACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACA 
CCAATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGAAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGG 
CACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGG 
GGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACTGGACCGCTCTAGAGATAGAGTTTCCCTTC 
GGGGCTGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTA 
ATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATG 
GCCGGTACAAAGGGTTGCGATACTGTGAGGTTGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTA 
GTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCC 
CTTGTGGGAGGGAGTCGTCGAAGGTGGGATTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCAGCTTGCTGGGGTACTCGAGTGGCGAACGGGTGAG 
TAACACGTGGGTGATCTGCCTTGCACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATAGGACAGCTGTTTAGTGTCAGTTGTGGAAAGTTTTTTCGGT 
GCAAGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGA 
TACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAA 
CTCCTTTCGACAGGGACGAAGCTTTTGTGACGGTACCTGTATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCG 
GAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCTGACTTGAGTGCTGT 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAA 
AGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTAGGGGGCTTCCACGTCTTCTGTGCCGTAGCTAACGCATT 
AAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAG 
AACCTTACCTGGGCTTGACATATAGCGGATCGCTGCAGAGATGTAGTTTCCCTTTGTGGTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATTTGGTTGGGGACTCATGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGCAGCGACACTGTGAGGTGGAGCGAATCGCTGAAAGCCGG 
CCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCTCAAACTCGTTAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAG 
GTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGC 
AAGCAGAACCCCTTCGGGGGTGACGCATGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGG 
CTAATACCGGATAATACGTTTTCTTGCATAAGGAGACGTTAAAAGGCGGCGCAAGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAAA 
AGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACRGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAGTGCCGTTCAAATAGGGCG 
GCACCTTGACGGTACCTAACCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGCCATTGGAAACTGGAGGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACG 
TGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTA 
CGGCCGCAAGGCTGAAACTCAAAAGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CCTCTGACGGCCCTAGAGATAGGGAGTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CRAGCGCAACCCTTGATCTTARTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGCAGCGAAGCCGTGAGGCCAAGCAAATCCCACAAAACCATTCTCAGTTCGGATTGCAGG 
CTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGA 
GTTGGTAACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCGAAGGTGGGACCAATGATTGGGGTGAAGTCGTAACAAGGTASCCGTATCGGAAGGNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGCGACTGTATCACCGCC 
TTCTTTGAAGGCACCGATACATCGAGTGGCGAACGGGTGAGTAACACGTGGGAAACCTGCCCTTTAGTGGGGGATAACTGTCGGAAACGACCGCTAATACCGCAT 
AAATCAATGATTCGCATGTTTCATTGACAAAGATGCTTATGGTATCGCTAAAGGATGGTCCCGCGGTGCATTAGCTAGTTGGTAGGATAAAAGCCTACCAAGGCG 
ATGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCATCCGCAATGGGCGCAA 


GCCTGACGGTGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATCGTAAAGCACTGTTGTGAGAGAAGAACAGCGAGTAGAGTAACTGTTACTCGTTTGACGGTAT 
CTCACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGTGATT 
TAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAAGGTCATTGGAAACTGGGTCACTTGAGTACAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATG 
CGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTTCAGTGCTGGAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGA 
AACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGCTCTTGACATCGGATGCATAGCTTA 
GAGATAAGTGAAATCCTTCGGGACATCCAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTAT 
CGTCAGTTGCCAGCATTCAGTTGGGGACTCTGGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGGGCTGGGCT 
ACACACGTGCTACAATGGATGGTACAACGAGAAGCAACGTCGCGAGACCAAGCGGATCTCTTAAAGCCATTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCA 
TGAAGCCGGAATCGCTAGTAATCGTGGATCAGAACGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAA 
GCCGGTGGCCTAACCTTTATGGAGGGAGCCGTCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCMTGGCTCNNGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAGGAGAGCTT 
GCTCTCTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTGTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACG 
GGTGAAAGTGGGGGACCTTCGGGCCTCACGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTC 
TGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAACCTGATCCAGCCATACC 
GCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCTGTTGATTAATACTCAGCAGGGATGACGGTACCCAAAGAATAAGCACCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTHAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAAGC 
CCTGGGCTCAACCTGGGAATTGCAGTGGAAACTGGATCACTAGAGTGTGGTAGAGGGTGGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAA 
CATCCGTGGCGAAGGCGGCCACCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATG 
CGAACTGGATGTTGGGTTCAACTTGGAACCCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCGACGCGAAGAACCTTACTGGTCTTGAAATCCAGGGAACTTTCCAGAGATGGATTGGTGCCTTC 
GGGAGCCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGT 
AATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAAT 
GGTGGGGACAGAGGCTGCAATCCCGCGAGGGTGAGCCAATCCCAGAAACCCCATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCT 
TCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAGGAGAGCTTGCTCTCTGGGTGGCGAG 
TGGCGGACGGGTGAGGAATGCATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCCGGGGACC 
TTCGGGCCTGGCGCGAAAGAATGAGCCGATGCCCGATTAGCTAGTTGGCGGGGTAAGAGCCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCC 
ACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCTGATCCAGCCATACCGCGTGGGTGAAGAAGGC 
CTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCA 
GCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTGTTTAAGTCTGTCGTGAAAGCCCTGGGCTCAACCTGGG 
AATTGCGATGGAAACTGGGCGACTAGAGTGTGGCAGAGGGTAGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACATCCGTGGCGAAGGCG 
ACTGCCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGT 
GCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCGCGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACGCGAACACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTA 
AGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTAGGGACANANGGC 
TGCAAGCGGGCGACGGTAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAG 
CATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTG 
CCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAAGGGAGCTTGCTCCCTGGGTGGC 
GAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCCTGTCGTGGGGGATAACCTCGGGAAACCGGGACTAATACCGCATACGACCTTCGGGTGAAAGTAGGGG 
ATCGCAAGACCTTACGCGATTGGATGRGCCGATGTCGGATTAGCTTGTTGGTGGGGTAAGAGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAACTGATCCAGCCATACCGCGTGAGTGAAGAAG 
GCCTTCGGGTTGTAAAGCTCTTTTGTTGGGAAAGAAATCCTGTCGGTTAATACCCGGTAGGGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAG 
CAGCCGCGGTAATACGAAGGGTGCAMGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTTGTTAAGTCTGATGTGAAAGCCCCGGGCTCAACCTG 
GGAATTGCATTGGATACTGGCAGGCTAGAGTGCGGTAGAGGGTAGTGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCTGTGGCGAAGG 
CGACTGCCTGGACCAGCACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGG 
GAGCAATCTGGCTCTCAGTATCGAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAGACTGAAACTCAAAGGAGTTGACGGGGGCCCGCACAAGCGG 
TGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGACACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTA 
AGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTCAGGACAGAGGGC 
TGCGAACCCGCGAGGGCAAGCCAATCCCAGAAACCTGATCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCAGATCAG 
CATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTG 
CCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGAGGGGAAACGACAGAGAGTGCTTGCACACTTTGGG 
CGTCGACCGGCGAATGGGTGAGTAACGCGTATCCAACCTGCCCTTGACAGAGGGATAGCCCAGTGAAAACTGAATTAATACCTCATGTCCTCCTCCGACGGCATC 
AGACGAGGAGTAAAGATTTATCGGTCAAGGATGGGGATGCGTCTGATTAGGTAGTAGGCGGGGTAACGGCCCACCTAGCCGACGATCAGTAGGGGTTCTGAGAGG 
AAGGTCCCCCACATTGGTACTGAGACACGGACCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGC 
AGGACGACGGCCCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTTATCCACGTGTGGATATTTGCATGTACCCTATGAATAAGGACCGGCTAATTCCGTG 
CCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGTATATTAAGCGTGTTGTGAAATGTAGGTGCTCAA 
CATCTGACTTGCAGCGCGAACTGGTTTACTTGAGTACGCACAACGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCG 
AAGGCAGCTTACGGGAGCGCCACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTAGTCCGCACGGTAAACGATGGATGCCCGCTC 
TGAGTCCTTTTGGATTTGGGGCCAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAATTGCAGGAGAACGATCCAGAGATGGTGAGGCCCTTCGGGGCTCCTGTGAA 
GGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTCTCCTTAGTTGCCATCAGGTAATGCTGGGCACTCT 
GGGGACACTGCCACCGTAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGCGTGTACAGAGAG 
TTGGTGACATGCAAATGTCATCTAATCCTAAAAGCACGTCTCAGTTCGGACTGGGGTCTGCAACCCGACCCCACGAAGCTGGATTCGCTAGTAATCGCGCATCAG 
CCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGTGCCTGAAGTCCGTGACCGGAAGGATCGGCCTAGGGCAA 
AACTGGTAATTGGGGCTAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCT 
CAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTTTGAATGGAAGCTTGCTTCCATTCATGCTTAGCGGCGGACGGGTGAGTAACACGTAG 
GCAACCTGCCCTCAAGACTGGGATAACTACCGGAAACGGTAGCTAATACCGGATAATTTCTTTCCTCTCCTGAAGAGAGAATGAAAGGCGGAGCAATCTGYCACT 


TGGGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAA 
GCTCTGTTGCCAGGGAAGAACGTCCGGTAGAGTAACTGCTACCGGAGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCATTTAAGTCTGGTGTTTAAACCTTGGGCTCAACCTGAGGTCGCACTGGAAAC 
TGGGTGACTTGAGTACAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTA 
ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTG 
GTGCCGAAGTTAACACAGTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGAATCCGCTAGAGATAGCGGCGGCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACTTTAGTTGCCAGCAGGTTARGCTGGGCACTCTAGAGTGACTGCCGGTG 
ACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAACCGCGAGG 
TGGAGCCAATCCCAGCAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTT TACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGGTA 
GATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGC TGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGA 
AGAACGCTGGCGGTGTGCTTAACACATGCAAGTCGAACGGAGATTCAGCAATGGATCTTAGTGGCGAACGGGTGAGTAACGCGTAGGCAATCTGCCTTCTAGATG 
GGGACAACATCCCGAAAGGGGTGCTAATACCGAATGTTGTATGATTTTCGCATGGAGATGATACTAAAGGTGGCCTCTGAATATGCTACCGCTAGAAGATGAGCC 
TGCGTCTGATTAGCTAGTTGGAGGGGTAACGGCCCACCAAGGCTTCGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTTTCGTTA 
GGGACGAACGTGCTCTTTGTGAATAATGAGGAGTAATGACGGTACCTAAATAAGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAG 
CGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGGATATCAAGTCTGTCTTAAAAGTGCGAGGCTCAACCTCGTGAGGGGACAGAAACTGGTATTCTTG 
AGTGTCGGAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACGATGTCTGACGCTGA 
GGCGCGAAAGCTAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGGGTACTAGGTGTAGGGGGTATCGACCCCTCCTGTGCCGGAGTT 
AACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCA 
ACGCGAAGAACCTTACCAGGGCTTGACATTGAGTGAAAGGCCTAGAGATAGGTCCCTCCCTTCGGGGGACACAAAAACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCCAGCGAGTAAAGTCGGGAACTCATGGGAGACTGCCGTCGACAAGACGGA 
GGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGCCGGTAACAGAGGGCAGCGAAGCCGCGAGGTGAAGCGAA 
TCTCAAAAACCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGAGACACCCGAAGCCGGTGAGGTAACCGTAAGGAGCCAGCCGTCGAAGGTGGAGTCGATGATTGGGGT 
GAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCC 
TAACACATGCAAGTCGAACGGAGTGTTTATTTATAAACACTTAGTGGCGAACGGGTGAGTAACGTGTAGACAACCTACCCTCTAGATGGGGACAACACCGCGAAA 
GTGGTGCTAATACCGAATGTTGTAATGTTATTGCATAATGATATTACTAAAGGTGGCCTCTATATAAAAGCTACCGCTAGAAGATGGGTCTGCGTCTGATTAGCT 
AGTTGGTGAGATAACAGCTCACCAAGGCAATGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTCTTCAAGGACGAATGTAGAT 
ATTGTGAATAATGATATTTAATGACGGTACTTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGGGAGCGCAGGTGGGAATATCAGTCTGTCTTAAAAGTTCGGGGCTCAACCCCGTGATGGGATGGAAACTATATTTCTTGAGTGCAGGAGAGGAA 
AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCCAGG 
GTAGTGAACGGGATTAGATACCCCGGTAATCCTGGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACC 
CCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTA 
CCAAGACTTGACATTGATTGAAAAGCTAAGAGATTAGCTCCTCTTCTTCGGAAGACAAGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCCAGCAAGTAATGKYGGGAACTCATGGGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATG 
ACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTACACACGTACTACAATGGACTTAAATAGAGGGAAGCAATACCGCGAGGTGGAGCCAAACCCAGAAACAAGT 
TCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCACGAAAGTCAGTCACACCCAAAGCCGGTGAGATAACCGTAAGGAGTCAGCCGTCTAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAG 
GTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGG 
CGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGC 
CTGGGAAACTGGGTCTAATACCGAATACACCCTGCTGGTCGCATGGCCTGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGT 
GGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCAGTATCGACGAAGCCGTGAGGTGACG 
GTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGT 
TTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGG 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACG 
CGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGTCTCATGTTGTCAGCACGTGATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCC 
AGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTTCGATGCCGTCAGGTGGAGCGAATCCTTTCAAAGCCGTTCTCAGTTCGGATCGGGGTCTCCAACTC 
GACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAA 
CACCCGAAGCCGGTGGCCTAACCCGCAAGGGAGGGANCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTANCCGTACCGGAAGGTGCGGCTG 
GATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGTTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCA 
AGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAAT 
ACCGGATACAACCACTACAGGCATCTGTGGGTGGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGG 
CGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGA 
AAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCCCGTCCGATGTGAAAGC 
CCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGACTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAA 
CACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTG 
GGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCATCAGAGATGGTGCCCCCCT 
TGTGGTCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTTTGTGTTGCCAGCATGC 
CCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTG 
CTACAATGGCAGGTACAATGAGCTGCGAAGCCGTGAGGCGGAGCGAATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTGGACCCCATGAAGTCGG 
AGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGG 
CCCAACCCCTTACGGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACAAAGTTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNCCTTNCGNGGTGGATTATTTGCGAACGGGTGANTAACNCTTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAAT 


ACCGGATAATACCTTCCCTCGCATGGGGGTGGGTTNAAAGCTCCGGCGGTGCAGCATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGC 
GACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATAACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGC 
TAACTACNTGCCANCANCCGCGGTAATACNTNNGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTACGCGGTCTGTCGCGTCGGATGTGAAATCC 
CGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCANACTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAC 
ACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGG 
GAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACATCCAGAGATGGGTGCCCCCTT 
GTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCC 
CTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAAATCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGC 
TACAATGGCCGGTACAATGAGCTGCGATGCCGTGAGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGA 
GTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGTCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGC 
CCAACCCCTTACGGGGAGGGAGC TGCCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCCGCTTCGGTGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCT 
GCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACCGCTTCGGGCATCCGATGGCGGTGGAAAGCTCCGGCGGTGCAGGATGGGCCCG 
CGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGG 
GAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGT 
AAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGG 
CTTGACATACACCGGAAACATCCAGAGATGGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGT 
CAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCA 
GTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGG 
TAGCCGTACCGGAAGGTGCGGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACAT 
GCAAGTCGAACGATGAACCGGCTTCGGCCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGT 
CTAATACCGGATACGACCCACGACCGCATGGTCTCTGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACC 
AAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCG 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGA 
AAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGA 
GGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GGTGGGCACTAAGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGANTACNGCCGCAAGGCTAAAACTCAAANGAAT 
TGACGGGGGCCCGCACAAGCGGCGGAACATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCCAGAGATGGGCGCC 
CCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGC 
AGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACAC 
GTGCTACAATGGCCGGTACAAAGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGT 
CGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTT 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAAATAAAGGAATGAAGCT 
TCGGTAGATTTTCTTTATGGAAAGCGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCCTGTACAGGGGGATAGCCACCCGAAAAGGTGATTAATACCCCATAA 
CGCAAGAGATACACATGTATCACTTGTCAAAGATTTATCGGTATAGGATGGGCCTGCGTCTGATTAGCTAGTTGGTAGGGTAACGGCTTACCAAGGCAACGATCA 
GTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGAT 
GCAGCAACGCCGCGTGAAGGATGAAGGCCTTCGGGTTGTAAACTTCTGTCCTAGGGGAAGAAACAAATGACATTACCCTTGGAGGAAGCCCCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGCACCTTAAGCGCAGGGTTTAAGGCAATGGCTCAA 
CCATTGTTCGCCTTGCGAACTGGGGTGCTTGAGTGCAGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA 
AGGCGACTTTCTGGACTGTTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGCACTAGGTGT 
CGGGGTCGCAAGACTTCGGTGCCGCAGTTAACGCATTAAGTGCTCCGCCTGGGGAGTACGCACGCAAGTGTAAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGACTTGACATCCTCTTGACAGATCCTTAACCGGATCCTTCTTCGGACAAGAGAGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCCATCATTTAGTTGGGCACTCTAG 
TGGGACTGCCGGGGAAAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCTGGGCTACACACGTGCTACAATGGCCGGTACAACAGGCA 
GCGAACCCGTGAGGGGGAGCGAATCCCAAAAGCCGGTCCCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAA 
TGCCGNGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGTGCCCGAAGTCGGTTAGTTAATCTATCGCCTAAGGCAAAACC 
AATGACTGGGGTGAATTCGTAACAAGGTATCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGAT 
TGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAAAGTCCTTTGGGGCGAGTAGAGTGGCGGACGGGTGAGTAATGCGTGGGAATCTGCCTGGCAGT 
GGGGGACAACCCGGGGAAACTCGGGCTAATACCGCATACGACCTACGGGTGAAAGGGGGGTTTCGGCCTCTCGCTGCGAGATGAGCCCACGTCCGATTAGCTAGT 
TGGCAGGGTAAGAGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAGCATTTTGGG 
TTAATACCCTGGAATGTTGACGTTACCCACAAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGG 
GCGTAAAGCGCACGTAGGCGGCGGCGTCAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATTTGATACTGCGCGGCTCGAGTCTGCTAGAGGGGGGT 
GGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGGAGCAAGACTGACGCTGAGGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGTCAACTAGCCGTTGGGTCCATTTAAGGGCTTAGTGGCGCAGCTAACGCGATAAGTTGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCA 
GCCCTTGACATCCTTGGAATCTGGCGGAGACGTCGGAGTGCCTTCGGGAGCCAAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACATCATGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTC 
AAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGACGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCGTAG 
TCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACAGGG 
AGCTTGTTCTGCTGACGACCGGCGCACGGGTGCGTAACGCGTATACAATCTGCCTTACACTAAGGGATAGCCCAGAGAAATTTGGATTAATACCTTATAGTTTAT 
TAGAATGGCATCATTTTAATAATAAAGATTACGGTGTAAGATGAGTATGCGTCCCATTAGTTTGTTGGTAAGGTAACGGCTTACCAAGACTACGATGGGTAGGGG 


CCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGATCCAGCCA 
TGCCGCGTGCAGGAAGACGGTCCTATGGATTGTAAACTGCTTTTATACAGGAAGAATAAGGACTACGTGTAGTCTGGTGACGGTACTGTAAGAATAAGGACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCTATTAAGTCAGGGGTGAAAGTT 
TGCAGCTCAACTGTAGAATTGCCTTTGATACTGATAGTCTTGAATTATTGTGAAGTGGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAAT 
ACCGATTGCGAAGGCAGATCACTAACAATATATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGG 
ATACTAGCTGTTCGGTTTTCGGACTGAGCGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAGACTTTCCTTCGGGCA 
ATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTACCAGCACATTATGGTG 
GGGACTCTAACAAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGTAGGT 
ACAGAGAGCAGCCACTTAGCGATAAGGAGCGAATCTATAAAACCTATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCG 
GATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTTCGTCACCGCAAGGAGCGACC 
TAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACAGGGAGCTTGTTCCGCTGACGACCGGCGCACGGGTGCGCAACGCGTATGCAATCTAC 
CTCTTACTAAGGGATAGCCCAGAGAAATTTGGATTAATATCTTATGTGATATTAGACTGGCATCGGTTTAATATTAAAGGTTACGGTAAGAGATGAGCATGCGTC 
TCATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACTTCGATGAGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTAC 
GGGAGGCAGCAGTGAGGAATATTGGACAATGGACGGAAGTCTGATCCAGCCATGCCGCGTGTAGGAAGACTGCCCTATGGGTTGTAAACTACTTTTATACAGGAA 
GAATAAGATCTACGTGTAGATTGATGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGGTCCGAGCGTTATCCGGAA 
TTATTGGGTTTAAAGGGTCCGTAGGCGGGCTGTTAAGTCAGAGGTGAAATGCTGCGGCTCAACCGTATGCACTGCCTTTGATACTGGCGGTCTTGAGTTATAGTG 
AAGTGGCTAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCGATTGCGAAGGCAGGTCACTAACTATACACTGACGCTGATGGACGAAAG 
CGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTCGGTTTTCGGACTGAGCGGCCAAGCGAAAGTGATAAGTAT 
CCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTT 
ACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAGACTTTTTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGG 
TTAAGTCCTATAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCATGTCATGATGGGGACTCTAACGAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACG 
TCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGTCGGTACAGAGAGCAGCCACTTAGCGATAAGGAGCGAATCTATAAAACCGATCACA 
GTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTCACCGTAAGGAGCGGCCTAGGGCAAGATCGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATG 
AAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTAGGATAAGCCCGGGAAACTGGGTCTAATACTGGATA 
GGAACGTCTACCGCATGGTGGGTGTTGGAAAGAATTTCGGTCATGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGG 
TAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATG 
CAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGTCCGGGGCTTA 
ACCCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGC 
GAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGT 
GTGGGGAACATTCCACGTTTTCCGCGCCGCAGCTAACGTATTAGGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCTCGATCGCCGTAGAGATACGGTTTCCCCTTTGGGGCGG 
GTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGG 
GACTCATGGGAGACTGCCGGGGTCGACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTAC 
AATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGC 
AGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAG 
GGGGCCGTCGAAGGTGGGACCAGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCACGGGCTTCGGCCTGGTGGCGAGTGGCGAACGGG 
TGAGTAATGCATCGGAACGTGCCCATTTGTGGGGGATAACTACGCGAAAGCGTGGCTAATACCGCATACGCCCTGAGGGGGAAAGCGGGGGATTCTTCGGAACCT 
CGCGCAATTGGAGCGGCCGATGTCAGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGT 
TGTAAAGCTCTTTCAGCCGGGAAGAAAACGCACTCTCTAACATAGGGTGTGGATGACGGTACCGGAAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGCAGGCGGTTTTGTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCGT 
TTGTGACTGCAAGGCTAGAGTACGGCAGAGGGGGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAACCCCCTG 
GGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTCGTTCGGAGCAGCAAT 
GCACTGAGTGACGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGAT 
GTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAACCTTGGTGAGAGCCGAGGGTGCCTTCGGGAGCCAGAACACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTAGTTGGGCACTCTAATGAGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCG 
CGAGGTGGAGCCAATCCCACAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGG 
TGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGA 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGC 
ATGCTTTACACATGCAAGTCGAACGGCAGCGCGGGCTTCGGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCAGTCGTGGGGGATAACA 
CATCGAAAGATGTGCTAATACCGCATACGTCCTGAGGGAGAAAGCGGGGGATCTCGGATCCTCGCGCGATTGGAGCGGCCGATGTCAGATTANCTAGTAGGTGAG 
GTAGAGGCTCACCTAGGCGACGATCTGTATCGGGACTGAGAGGATGATCCACCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAATCGCATTCTCTAACAT 
AGGATGTGGATGACGGTACCGGACTAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGCAGGCGGTTTGCCAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGGCAGGCTAGAGTACGGCAGAGGGGGGTGGAATTC 
CACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGCAGCTAACGCGTGAAGTCGACCGCCTGGGG 
AGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTG 
ACATGCCAGGAATCTTGCTGAGAGGCGAGAGTGCCTTCGGGAGCCTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTCACTAGTTGCCATCATTTGGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCTTAAAGCCGATCGTAGTCCGGATCG 
TAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACCTTCGGGGGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAA 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGT 
CGAGCGGAGCTTCGTGGCGGAAGCCTTCGGGTGGAAGCTGCGAAAGCTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGAAAGACCGGGGATAACA 
TCCGGAAACGGATGCTAATACCGGATAAGCGGACCTTTCGCATGAAGGGTTCGGGAAAGACGGGGCAACCTGTCACTTTCGGATGGGCCCGCGGCGCATTAGCTG 


GTTGGCGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAGGAAGGTCTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAATCCCCTGG 
GGAGTCACTGCCCCGGGGTTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATT 
GGGCGTAAAGCGCGCGCAGGCGGTTTTGTAAGTCCGATTGTTTAAACCCGGGGCTCAACCTCGGGTCGCAAGGGAAACTGCAAGACTTGAGTGCAGGAGAGGGAA 
GCGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTCAGGGGTTTCGAGACCCTTGGTGCCGAAGTTCACACATTAAGCATTC 
CGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGTCTTGACATCCCTCTGAATACGCCAGAGATGGTGTAGGCCCTTCGGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTAGGTCTAGTTGCAGCACTTCGGGTGGGCACTCTAGAGCGACTGCCGGTGACAAACCGAGAAGGCGGGGATGACGTC 
AAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGAACGCGCGAGCGACGCAATCCCAAAAAGCCGGTCTCAGTT 
CGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTC 
ACACCACGAGAGTTTGCAACACCCGAAGCCGGTGGGGTAACCGCAAGGAGCCAGCCGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTAGCTCG 
TATCGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCTACAGGCCTAACA 
CATGCAAGTCGAGGGGCATCATGATGATTGCTTGCAATCGTTGATGGCGACCGGCGCACGGGTGAGTAACGCGTATCCAACCTACCCATGACTAAGGGATAACCC 
GTCGAAAGTCGGCCTAAGACCTTATGTAATCCGAAGCAGGCATCTAATTTGGATGAAAGATTAATTGGTGATGGATGGGGATGCGTCTGATTAGCTTGTCGGTGA 
GGTAACGGCTCACCGAGGCAACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGA 
ATATTGGTCAATGGACGATAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGACGTGTC 
CCTCATTGCATGTACCGCATGAATAAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA 
GCGTAGGCTGCCGTTTAAGCGTGTTGTGAAATGTACCGGCTCAACCGGTGATGTGCAGCGCGAACTGGATGGCTTGAGTACGAAGAGGGAATGCGGAACTCGTGG 
TGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATCGCGAAGGCAGCATTCCGTTTCGTGACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGAT 
TAGATACCCTGGTAGTCCGCACGGTAAACGATGGATGCTCGCTGTTGGATATTTTTATTCAGTGGCTAAGTGAAAGCATTAAGCATCCCACCTGGGGAGTACGCC 
GGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACNAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACTTACCCGGGCTTGAATTGCAG 
AGGAAAGATCCAGAGATGGTGATGCCCTTCGGGGTCTCTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGC 
GCAACCCTTTTCCTTAGTTGCCATCGGTTCAAGCCGGGCACTCTGAGGATACTGCCTCCGCAAGGAGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCT 
TACGTCCGGGGCTACACACGTGTTACAATGGCGCGTACAGAGAGCTGGGTTTGCGCAAGCACTCTCAAATCTTTAAAACGCGTCTCAGTTCGGACCGGGGTCTGC 
AACCCGACCCCGCGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCC 
NGGGGGCGCCTGAAGTCCGTGACCGCAAGGATCGGCCTAGGCGAGACCCGGTGATTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NAACGCTAGCGGGATGCTTTACACATGCAAGTCGAACGGCAGCACGAAGAGCTTGCTCTTTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCC 
AGTAGCGGGGGATAACTACGCGAAAGCGTGGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGGGATCGCAAGACCTCTCACTATTGGAGCGGCCGATATCGG 
ATTAGCTGGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGGAAGAA 
ACGGCGCGGGCTAATAACCTGTGCTAATGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCG 
GAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGGTGTGAAATCCCAGGGCTTAACCTTGGAACTGCACTTTTAACTACCGGGCTAGAGTACGTC 
AGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATGATACTGACGCTCATGCACGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGTTTATTAACCTTAGTAGCGCAGCCAACGCGTGAA 
GTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAA 
CCTTACCTACCCTTGACATGTCTGGAATCCCGAAGAGATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACATTCAGTGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTTGCCAAGCCGCGAGGCGGAGCCAATCTCAGAAACCCGA 
TCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACAC 
CGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCCTAACCGCAAGGGGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAG 
GTAGCCGTATCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGC 
GCGCTCCTTTTGGAGCGAGCGGCAAACGGGTGAGTAACGCGTGGGAATCTACCCCTCTCTACGGAATAACACAGAGAAATTTGTGCTAATACCGTATACGTCCCT 
TTGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGA 
TCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGG 
GGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGG 
ATATCTTGAGTGTGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACT 
GACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTTTACTGCTCGGTGGC 
GCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGGGACTGCCGGTGATA 
AGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGC TACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTC 
GAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGACGAACGCTGGCGG 
CGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTTGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTTCGGGATAACT 
TCAGGAAACTGGGGCTAATACCGGATAGACATCCTTGCTGCATGGTGGGGGTTGGAAAGCTTCGGCGGTTTTGGATGGACTCGCGGCTTATCAGCTTGTTGGTGG 
GGTAGTGGCTTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCTTCGGGTTGTAAACCCGCTTTCAGCAGGGGCGAAGCTTTTGTGACGGTAC 
CTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGTGGTTGAT 
TGCGTCGGAAGTGAAAACTTGGGGCTTAACCCTGAGCGTGCTTTCGATACGGGTTGACTTGAGGAAGGTAGGGGAGAATGGAATTCCTGGTGGAGCGGTGGAATG 
CGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGGTTCTCTGGACCTTTCCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGCTTAGATACCCTGGGTA 
GTCCACGCTGTAAACGGTGGGTACTAGGTGTGGGGTCCATTCCACGGATTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGACTGGGAGTGC 
TCAGAGATGGGTATGCCTCCTTGTGGGGCTGGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGTTCACTGTTGCCAGCACGTTATGGTGGGGACTCAGTGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTC 
CAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGAGTTGCGAGCCTGTGAGGGTGAGCGAATCTCGGAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTC 
GACCCTATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAA 
CACCCGAAGCCGGTGGCCTAACCTGTGTGGGGGAGCCGTCGAAGGTGGGACTGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGA 
TCACCTCCTTTCTAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGC 
AAGTCGTACGGTAAGGCCCTTTCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCACAACTTTGGGATAACGCTAGGAAACTGGTGCT 
AATACTGGATATGTGCTCCTGCTGCATGGTGGGGGTTGGAAAGCTCCGGCGGTTGTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAA 


GGCGGCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGTTTTCAGCAGGGACGAAGCTTTTTGTGACGGTACCTGCAGAAGAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTGATCGCGTCGGAAGTGGA 
AACTTGATGCTTAACGTTGAGCGTGCTTTCGATACGGGTTGACTTGAGGAAGGTAGGGGAGAATGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAG 
GAACACCAGTGGCGAAGGCGGTTCTCTGGACCTTTCCTGACGCTGAGGAGCGAAAGCGTGGGGGAGCGAACAGGCTTAGATACCCTGGTAGTCCACGCTGTAAAC 
GGTGGGTACTAGGTGTGGGGTCCATTCCACGGATTCTGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTAAAACTCAAAGGAATT 
GACGGGGCCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGATCCGGGAGCTTCCAGAGATGGTTGGT 
GCCTCCTTTTGGGGTCGGTTCACAGGTGGTGCATTGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCACTGTT 
GCCAGCAATTCGGTTGGGGACTCAGTGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCA 
TGCTACAATGGCCGGTACAGTGAGTTGCGACATCGTAAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCTCATGAAGTC 
GGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACTCGAAGCCGGT 
GGCCTAACACTTTTTGTGGGGGAGCTGTCGAAGGTGGGACTGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 
CTAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAA 
GGCCCTTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACGCGTGAGTAACCTGCCCCCCTCTCTGGGATAACAGTTGGAAACGGCTGCTAATACCGGATATTC 
AGACCTTTAGGCATCTTTTGGTTTGGAAAGTTCTGGCGGTGGGGGATGACTCGCGTCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTA 
GCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCA 
GCAACGCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCCATGACGAAGCTTTTGTGACGGTAGTGGCAGAAGAAGCACCGGCTAACTACGTGCC 
AGCAGCCGCGGTGATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGAAAGTGTAAACTCAGTGCTTAACG 
CTGAGCCTGCTTTCGATACGGGTTGACTAGAGGAAGGTAGGGGAGAATGGAATTCCCGGTGGAGCGGTGGAATGCGCAGATATCGGGAGGAACACCAGTGGCGAA 
GGCGGTTCTCTGGACCTTTCCTGACGCTGAGAAGCGAAAGCGTGGGGTAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGT 
GGGGGACATTCCACGTTCTCTGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTAAAACTCAAAGGAATTGACGGGGCCCCGCACA 
AGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGAAATATACCGGAAACGTCTAGAGATAGGCGCCCCGTAAGGTCGGTATAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCTAATGTTGCCAGCAAGTTATGTTGGGGACTC 
GTTAGAGACCGCCGAGGTCAACTCGGAGGAAGGTGAGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGTCGGTACAGTCA 
GTTGCGAGCCTGTAAGGGTTAGCGAATCTGTAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGT TGGCAACACCCGAAGCCAGTGGCCTAACCCTTGTGGGGGGGGA 
GCTGTCGAAGGTGGGGCTGATAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTAAGGNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGGCCTTCGGGGGTACTCGAGTG 
GCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTTCGGGATAACTTCAGGAAACTGGGGCTAATACCGGATAGGAATCCTTGCTGCATGGTGGGGGTTG 
GAAAGCTTCGGCGGTTTTGGATGGACTCGCGGCTTATCAGCTTGTTGGTGGGGTAGTGGCTTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGG 
CCTTCGGGTTGTAAACCGCTTTCAGCAGGGGCGAACTTGTGGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGG 
TGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGTGGTTGATTGCGTCGGAAGTGAAAACTTGGGGCTTAACCCTGAGCGTGCTTTCGATACGGGT 
TGACTTGAGGAAGGTAGGGGAGAATGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGGTTCTCTGGACCTTTCCTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGCTTAGATACCCTGGGTAGTCCACGCTGTAAACGGTGGGTACTAGGTGTGGGGTCCATTCCACGGATTCCGT 
GCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTAAAACTCAAAGGAATTGACGGGGCCCCGCACAAGCGGCGGAGCATGCGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGACTGGGAGTGCTCAGAGATGGGTATGCCTCCTTGTGGGGCTGGTTCACAGGTGGTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCACTGTTGCCAGCACGTTATGGTGGGGACTCAGTGGAGACCGCCGGGGT 
CAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGAGTTGCGAGCCTGTGAGGG 
TGAGCGAATCTCGGAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCTGTGTGGGGGAGCCGTCGAAGGTGGGACTGGT 
AATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCTTGCCTAGATGATTTTAGTGCTTGCACTAAATGAAACTAGATACAAGCGAGCGGCGGAC 
GGGTGAGTAACACGTGGGTAACCTGCCCAAGAGACTGGGATAACACCTGGAAACAGATGCTAATACCGGATAACAACACTAGACGCATGTCTAGAGTTTGAAAGA 
TGGTTCTGCTATCACTCTTGGATGGACCTGCGGTGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGATGATGCATAGCCGAGTTGAGAGACTGATCGGC 
CACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAG 
GGTTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAGAAAGTCACGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAACGCTTCGGCTCAACCGG 
AGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGG 
CGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGG 
GAGGTTTCCGCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCAGTGCAAACCTAAGAGATTAGGTGTTCCCTTCGGGGACGCTGAGAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCATGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTAAGTTGGGCACTCTA 
ATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAACGAGA 
AGCGAACCTGCGAAGGCAAGCGGATCTCTTAAAGCCGTTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAGCTGGAATCGCTAGTAATCGCGGATCAG 
CACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCTGTAACACCCAAAGCCGGTGGGATAACCTTTATAGGAGTCAGCCG 
TCTAAGGTAGGACAGATGATTAGGGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACA 
CATGCAAGTCGAGCGCACTCTTTTAGGGTGAGCGGCAAACGGGTGAGTAACGCGTGGGAATCTACCCCTCTCTACGGAATAACACGGAGAAATTTGTGCTAATAC 
CGTATACGTCCTACGGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAATGGCTCCCCAAGGCGACGATCCATAGCTGG 
TCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCAT 
GCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGC 
GGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTG 
CCTTTGATACTGGGTATCTTGAGTGTGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCA 
CTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTTT 
ACTGCTCGGTGGCGCACGTAACGCGTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGG 
ACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCG 
AGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGC 
CACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGG 
TAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCA 
GATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATCCTAGCTTGCTAGGAGGCGTCGAGCGGCGGACGGGTGAGTAACGCGTGAGAATCT 
GCCCATTTGTGGGGGATAACTCGGGGAAACTCGAGCTAATACCGCATAATCCCTACGGGGGAAAGCAGGGGACCTTCGGGCCTTGTGCAGATGGATGAGCTCGCG 


TCGGATTAGCTTGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCT 
ACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGA 
GGAAGGCTTACCGCTAATAATGGTGAGTACTTGACGTTACCTACAGAAGAAGCACCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGAAAGGTGCGAGCGTTA 
ATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGAAACTGGCAGGCTAGAATG 
CAGTAGAGGGAGGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCCTCCTGGACTGACATTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGAATCTTAGTATTCTTGGTGACGAAGTTAACG 
CGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGC 
GAAGAACCTTACCAGGCCTTGACATCCTTGGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAGCCAAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTAATTGCCAGCACATAATGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAG 
GTGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCTGGGC TACACACGTGCTACAATGGGCAGTACAGAGGGCCGCAAAGTCGCGAGGCCAAGCAAATCCCTT 
AAAACTGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGTAGTTAGTCTAACCTTCGGGAGGACGATTACCACGGTGTGGTTCATGACTGGGGTGAAGTC 
GTAACAAGGTAGCCGTAGGGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAACACATGCAAGTCGTGGGGCAGCAGGCGGT 
TCCTTTTGAACCCGTGCTGGCGACCGGCGAACGGGTGAGTAACGCGTGAGCAACCTACCCCGAGGAGGGGGATAACCCGGGGAAACTCGGGCTAATACCCCATAA 
GCGCACGACCTGCATGGGCTGTGTGAAAAGGGTGGCCTCTGCTTTGCAAGCTGCCGCCTCGGGATGGGCTCGCGTCCATCAGGTAGTTGGTGAGGTAACGGCTCA 
CCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAAT 
GGGCGCAAGCCTGACCCAGCGACGCCGAGTGGAGGAAGAACCCTTCGGGGTGTAAACTCCTGTCGCCGGGGACGATGCGGGTGTGGGATAATAGCTACACTGTGA 
CGGTACCCGGAGAGGAAGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAAATTACTGGGCGTAAAGAGCGCGTAGGCGG 
GCCAGTAAGTCAGAGGTGAAAGCCCCCGGCTCAACCGGGGAATTGCCTCTGATACTGCTGGTCTAGGGTCCGGAAGAGGCTGGCGGAATTCCCGGTGTAGCGGTG 
AAATCCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCAGCCAGGACGGTACCGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCG 
GGTAGTCCACGCTGTAAACGATGGGTGCTGGGCGTTGGCACCGATAGTCAGTTGCCGAAGCTAACGCGTTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTG 
AAACTCAAAGGAATAGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCAATGCTACGCGAAGAACCTTACCAGGGCTTGACATGCCGGTGTGTCGTA 
GCCGAAAGGCTACTAGCTACCCTTTGTGGGGTAGCGCGCCGCACAGGTGGTACATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTGTCCCTAGTTGCCAGCGGGTAAAGCCGGGCACACTAGGGAGACTGCCGGCGATAAGCCGGAGGAAGGAGGGGATGACGTCAGGTCAGTATGCCCC 
TTACGCCCTGGGCTACACACGTGCTACAATGGTCGGGACAGAGGGAAGCGAAGCCGCGAGGTGGAGCAAAACCCACAAACCCGGTCCCAGTTCGGATTGCAGGCT 
GCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAACGGCCGGTCAGCTACACGGCCGTGAATACGTTCCCGGGCCTTGTACTCACCGCCCGTCACACCCCGAAAG 
CTGGCTCTACCAGAAGTCCCCGGGCTAACCTCTTATGAGGGAGGCAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACA 
TGCAAGTCGAACGAGGTAGCAATACCTAGTGGCGGACGGGTGAGGAATACGTAGGGATCTGCCTTTAAGTGGGGGATAACCCGGGGAAACCCGGATTAATACCGC 
ATGATCTCGCAAGAGCAAAGTGGGGGATCGCAAGACCTCACGCTTTTAGAGGAACCTACGTCGGATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGAT 
CCGTAACTGGTCTGAGAGGATGATCAGTCACACCGGAACTGAGACACGGTCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTG 
ATCCAGCAATACCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTAAGTTGGGAAGAAAAAACTTCAATTAATACTTGAAGTCTTGACGGTACCGACAG 
AATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCTAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGTTTGATAAGTC 
GGTTGTGAAAGCCCCGGGCTCAACCTGGGAATTGCGGCCGATACTGTCAGAC TAGAAAACGGTAGAGGGAGGCGGAACTCCAGGTGTAGCGGTGAAATGCGTAGA 
TATCTGGAAGAACACCGATGGCGAAGGCAACCTCCTGGGCCTGTTTTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAGAACTTGACGTTGGTTTGCTTAGCAAATCGGTGTCGTAGCTAACGCGATAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTCAAGAAGTCTGCAGAGATGC 
GGATGTGCCTTCGGGAACTTGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTTAG 
TTGCCATCATTCAGTTGGGCACTCTAAGGGGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGACCAGGGCTACACAC 
GTACTACAATGGTCGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGT 
CGGAATCGCTAGTAATCGCGGATCAGCACTTGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGCACCAGAAGCCG 
GGTAGTCTAACCGCAAGGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCGTGCTTAACACATGCAAGT 
CGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACATCGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGAATAGGACCTCGAGGCGCATGCCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCG 
ACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGGGGGATGACGGNCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCC 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACCG 
GGGGCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGG 
TACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTG 
TGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAA 
TGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
CCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTA 
GTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCT 
TTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGA 
TCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGATAGTTTACTATCTTTGCCGGCGAGCGGCGGACGGGTGAGTA 
ATGCCTAGGGATCTGCCCAGTCGAGGGGGATAACAGT TGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTCCGCGAT 
TGGATGAACCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGC 
ACTTTCAGTAGGGAGGAAAGGTAATAGTTTAATACGCTATTACTGTGACGTTACCTACAGAAGAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTCGAACT 
GGCGAACTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGA 
CTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGTCTTGAACACTGGGC 
TCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAAGCCAGTAGAGATACAGGTGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCACGTAATGGTGGGAACTCTAGGGAGACTGCCGGTGAT 
AAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGTTGCAAAGCCGCGAGGTG 
GAGCTAATCTCACAAAGCTCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGC TGCAAAAGAAGTGGGTAGCTTAACCTTCGGGGGGGCGCTCACCACTTTGTGGTTCATGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNG 
GCGGCAGGCCTAATACATGCAAGTCGGACGGCAGCACAGTGGAGCTTGCTCCATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATGGGAATCTGCCCAGTCGT 
GGGGGATAACGTAGGGAAACTTACGCTAATACCGCATGCGCCCTTCGGGGGAAAGCCGGGGACCTTCGGGCCTGGCGCGATTGGATGAGCCCATGTCGGATTAGC 
TAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 


GCAGTAGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCCGGGAAGAAAAGCAT 
CTGGCTAATACCTGGATGTGTTGACGGTACCGGAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTA 
CTGGGCGTAAAGCGTGCGTAGGTGGTCTGCTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCATTGGAAACTGGCGGGCTAGAGTGCGGTAGAGGG 
TAGTGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATTCGTGGCGAAGGCGGCTACCTGGACCAGCACTGACACTGAGGCACGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGAGGTTGGGTGCACTTTGGCGCTCAGTCTCGAAGCTAACGCGTTAAGTTC 
GCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGCAGAACCTT 
ACCTGGCCTTGACATGCACGGAATCCTGCAGAGATGTGGGAGTGCCTTCGGGAACCGTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAAAGGTGGGAACTCTAAGGAGACCGCCGGCGACAAGCCGGAGGAAGGTGGGGATGA 
CGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTGGGGACAGAGGGCTGCGATGCCGCGAGGCGGAGCCAATCCCAGAAACCCCATC 
TCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTCTGTTGCACCAGAAGCAGGTAGCTTAACCGCAAGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGG 
TAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGATTT 
GGGAGCTTGCTCCCAAATCTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGACTGGGATAACTCCGGGAAACCGGAGCTAATACCGGGTAAT 
ACATCGCACCGCATGGTGCAATGTTGAAAGTTGGCTTTCGAGCTAACACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGC 
GACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAA 
AGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGT 
ACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCT 
TTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAGGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAA 
TGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTTCCACCCTCAGTGCTGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAATCCTG 
GAGACAGGACGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGG 
GCTACACACGTGCTACAATGGACGGTACAAAGGGCAGCAACACCGCGAGGTGAAGCGAATCCCATAAAGCCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCT 
GCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCC 
GAAGTCGGTGGGGTAACCTTTATGGAGCCAGCCGCCGAAGGTGGGACAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGCAGAGCTTGCTCTGGCTGACGAGTG 
GCGCACGGGTGCGTAACGCGTATACAATCTGCCTATTACTGGGGTATAGCCCGAAGAAATTTGGATTAACCCCCCATAGTATTGAGATAAGGCATCTTATTTCAA 
TTAAAACCACGGTGGTAATAGATGAGTATGCGTCCTATTAGTTTGTTGGTAAGGTAACGGCTTACCAAGACTTCGATAGGTAGGGGTCCTGAGAGGGAGATCCCC 
CACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGCAGGAAGACT 
GCCCTATGGGTTGTAAACTGCTTTTATAGAGGAAGAAACCTCCCTTCGTGAAGGGAATTGACGGTACTCTACGAATAAGGATCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGACTAATAAGTCAGTGGTGAAAGTCTGCAGCTCAACTGTAGAAT 
TGCCATTGATACTGTTAGTCTTGAGTCATTATGAAGTGGTTAGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAATACCGATTGCGAAGGCAGAT 
CACTAATAATGTACTGACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACGCCGTAAACGATGGTTACTAGCTGTTTGGTCGA 
TTGAGACTGAGTGGCTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGATTTGGAAACAGATTTTTCTTCGGACAGATTACAAGGTGCTGCA 
TGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTGGTTAGTTGCCAGCGAGTCAAGTCGGGAACTCTAGCCAGACT 
GCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACTT 
CGCGAGAAGGAGCGAATCTTCAAACCCTATCACAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCCGTTACCGTAAGGAGCGGCTTAGGGTAAAACTGGNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGA 
GCGCCCCCTTGTGGGGAGCGGCAGACGGGTGAGTAATGCATGGGAATCTACCCAGCTCTACGGAATAACTCAGGGAAACTTGAACTAATACCGTATGCGCCCTTC 
GGGGGAAAGATTTATCGGAGTTGGATGAGCCCATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATG 
AAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGG 
GCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATCGGTCAGTTAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCTAATACTGCCG 
ATCTAGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGA 
CGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTTGGCAGGTTTACCTGTCGGTGGCGC 
AGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGTTTCCAGAGATGGATTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCCTTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAG 
CCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACGGCAACGTCGA 
GCTAATCTCCAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCAGTGCGCTAACCGCAAGGAGGCAGCTGACCACGGTAGGCTCAGCGACTG 
GGGGAAGTCGTAACAAGGTAGCCTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTT 
AACACATGCAAGTCGAGCGGAAAGGCCCTTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAATCTGCCCTTGGCTTCGGGATAACCACCGGAA 
ACGGTGGCTAATACCGGATATGACGACTCCCGGCATCGGGTGGTCGTGGAAAGTTTTTTCGGCCAGGGATGTGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAAT 
GGCCTACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGCGGAAGCCTGATCCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGACGAAGCGCCGATGATGGTGGTGACGG 
TAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTT 
TGTCGCGTCGGGAGTGAAAACACCGGGCTTAACTCGGTGCTTGCTTTCGATACGGGCAGACTAGAGGCATGCAGGGGAGAACGGAATTCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCATGTCCTGACGCTGAGGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACACCGTAAACGTTGGGCGCTAGGTGTGGGATCCATTCCACGGGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAG 
CTGCAGAGATGTAGCCCCTTTTAGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCG 
TCCTATGTTGCCAGCACGTCATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGG 
GCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATGCTGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACC 
CCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACC 
CGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACANNNTNAGCTTGCTNAT 
NGATGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAACTTGCCTTTGCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATAATGTTTTCGAACCAAA 
CGGGGCTTAGGCTCCGGCGCAAAGAGAGGCCCAAGTGAGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCTCTAGCTGTTCTGAGAGGAAGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAG 


AAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAAGTTAGTAGTTAATACCTGCTAGCCGTGACGT TAACAACAGAAGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGCTAGATGTGAAAGCCCCGGGCTCAAC 
CTGGGATGGTCATTTAGAACTGGCAGACTAGAGTCTTGGAGAGGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGA 
AGGCGACTCCCTGGCCAAAGACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGCTGTCTACTAGCTGT 
GTGTGCCTTTAAGGCTGTGCGTAGCGAAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATGCTGAGAAGTTACTAGAGATAGTTTCGTGCCTTCGGGAACTCAGA 
CACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCCTTAAGTTGGGCACT 
CTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCATTTACAGAG 
GGAAGCGAGACAGTGATGTGGAGCGGACCCCTTAAAGAATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGGT 
CAGAATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAAGTAGTTAGTCTAACCTTCGGGAGGACGAT 
TACCACTTTGTGTTTCATGACTGGGGTGAAGTCGTAACAAGGTAACCCTAGGGGAACCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNAGAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAAAGCCACCTTCGGGTGGTGAGTAAAGCGGCGCACG 
GGTGAGTAACGCGTGGGTGATCTACCCCTGGGACTGGGATAACCTTGCGAAAGCGGGGCTAATACCGGATGAATTAGCTAATGATTAAGGGGTCAGCCTAAGAAA 
GGGTGGCCTCTCGAAGAAGCTACCGCCTGGGGATGAGCCTGCGTCCCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGGGTAGCCGGCCTGAGA 
GGGTCGACGGCCACACTGGCGACCGCGAATTCACTAGCCCAGATTCTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCGAC 
GCCGCGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCTCTGTCAGGAGGGAAGAAGGGCTGATAGTCGAATAGGCTATTAGTTTGACGGTACCTCCAGAGGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATTCGGAATCACTGGGCGTAAAGCGCGCGTAGGCGGCTTGGCAAGTCAGGTGTGA 
AAGTCCAGGGCTTAACCTTGGGATAGCACTTGAGACTGCTGAGCTAGAGTTCGGTAGAGGGTAGCGGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGGGA 
GGAACACCAGAGGCGAAGGCGGCTACCTGGGCCGAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTATAC 
GATGGACACTAGACGTTTGGCGGTTAGACCCGCTGGGTGTCGAAGCAAACGCGATAAGTGTCCCGCCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGAAATT 
GACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCGGGAATCTGCCAGAGATGGCGGAGTG 
CCCTTCGGGGAACCCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTTAGTTGCC 
ATCGGGTAAAGCCGGGCACTCTAGGGGGACTGCCGAGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTA 
CTACAATGGTGGGTACAAAGGGTTGCGAGACCGCGAGGTGGAGCTAATCCCAAAAAACCCATCGTAGTTCGGATTGCAGTCTGCAACTCGACTACATGAAGGCGG 
AATCGCTAGTAATCCCGGACCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTATACACACCGCCCGTCACACCACGAAAGCTGGTTCTACCCGAAGTCAGTGAG 
CCAACCCCGTAAGGGGAGGCAGCTGCCGACGGTAGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGTAACCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTGCCTAACACATGCAAGTCGAGCGGAGTTTATGTTAAAGAAGCCTTCGGGCGGATG 
AGACATAAACTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCAACCTTGATCAGGGGGACAACATTGGGAAACCAGTGCTAATACCGCATAGCTCTGGACGT 
GGCATCACGATGCAGAGAAAGATTTATCGGATCAAGACGGGCCCGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGATGATCAGTAGCCGACCT 
GAGAGGGTGACCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCC 
GCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTATGGGAAGAAGAAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCAANCGTTATCCGNAATCACTGGGCGTAAAGGGTGCGTAGNCGGCTTAGTAAGTCAGAGGTGAAAGGCTACGGCTTAACCGTGGTAAGC 
CTTTGAAACTGCTGANGCTTGAGTGCAGGAGAGGCAAGTGGAATTCCTAGTGTAGYGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTG 
CTGGACTGTNACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTCAA 
ACCTCAGTGCCGGAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGNTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCTCTGACCGGCCGGTAAAGCGGCCTTTCCCTTCGGGGACAGAGGAGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCATTAGTTGCCAGCATTTAAGGATGGGCACTCTAATGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCAGGGCTACACACGTGCTACAATGGCCAGTACAAAGGGCAGCGAGAGA 
GCAATCTGGAGCGAATCCCAAAAAGCTGGTCCCAGTTCGGATCGAGGGCTGAAACTCGCCCCCGTGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCG 
GTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCCGGGAGCACCCGAGACTGATGATCCAACCTCGGGGAGGAAGNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCAAGTCGCTGGGTAAAACAGAGCAAGCTCAGATGACAACCGGCGCACGGGTGAGTAACGCGTATGCA 
ACCTACCTTCTACAGGGGGATAGCCCGGAGAAATCCGGATTAATACCCCATACGATTATTGAGACACAAGTTTCAGTAAAGAAAGCTTCGGCGGTAGAAGATGGG 
CATGCGTTCTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACCGCGATAGATAGGGGGCCTGAGAGGGTGACCCCCCACACTGGTACTGAGACACGGACCAG 
ACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTTGTAAACTGCTTTTA 
TTTAGGAAGAATCGCAAGTACCTGTACTTGTTTGACGGTACTAAACGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCAAGCGTT 
ATCCGGAATCATTGGGTTTAAAGGGTCCGCACGCGGGCTATTAAGTCAGTGGTGAAATCTCTTGGCTTAACCAAGAAATTGCCATTGAAACTACTAGTCTTGAAT 
TCGGTCGAAGTGGGCGGAATGTGTCATGTAGCGGTGAAATGCATAGATATGACACAGAACACCGATAGCGAAGGCAGCTCACTAGGCCTGAATTGACGCTCAGGG 
ACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATCATTACTCGATATCAGCGATATACAGTTGGTGTCTAAGCGAAAGTGA 
TAAGTAATGCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCCATGATACGCGAG 
GAACCTTACCAGGGCTTAAATGCATTATGACAGGGGTGGAAACACCTTTTTCTTCGGACATTTTGCAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGT 
GTTGGGTTAAGTACCGCAACGAGCGCAACCCCTATCTTTAGTTGCTAGCAGGTAATGCTGAGGACTCTAGAGAAACTGCCAGCGCAAGCTGTGAGGAAGGCGGGG 
ACGACGTCAAGTCATCACGGCCCTTACGTCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGCAGCTACCACGTGAGTGGATGCGAATCTCGAAAGCCG 
ATCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGGGCATCAGCCATGGCGCGGTGAACACGTTCCCGGGCCTTGTGCAC 
ACCGCCAGTCAAGCCATGGAAGS TGGGGGTACCTGAACTCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGAT 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAGATGGTGTGCTTGCACACTATTTTAGCGGCGAACGGGTGAGTAATGCCTAGG 
AATCTGCCCATTAGCGGGGGACAACGTGTGGAAACGCACGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGACTCTTTGAGCCTTGCACTAATGGATGAG 
CCTAGGTCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGAACTGAGACACGGTCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAG 
CGGGGAGGAGGCTACTGGTACTAATATTACCAGCTAGTGGACGTTACCCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCG 
AGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTCGATACTGGCAAGC 
TAGAGTATGGGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCTTCTGGCCTAATACTGACGC 
TGAGGTGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGTCAACTAGCCGTTGGGGGATTTGATCCTTTAGTGGCGCAG 
CTAACGCGATAAGTTGAYCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATG 
CAACGCGAAGAACCTTACCTGGTCTTGACATAGTGAGAATTGGGCAGAGATGCCCGAGTGCCTTCGGGAATTCACATACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCKTSAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTATTTGCCAGCACTTCGGGTGGGAACTCTAAGGATACTGCCAGTGACAAACTGGA 
GGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACACAGCGATGTGATGCTAAT 
CTCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAGGTAGTCTAACCTTAGGGGGGACGCTTACCACGGTGTGGCCGATGACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGYTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCG 
TGCTTAACACATGCAAGTCGAGCGGAAATACATTGAAGATTNATCGGATATGTATTTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAATCTGCCTCACACAGGG 
GAATAACACTGGGAAACTAGTGCTAATACCGCATNATATAGTGAAGTGGCATCACTTTACTATCAAAGGAGCAATCCGGTGTGAGATGAGCCCGCGTCCGATTAG 
CTAGTTGGTGGGGTAACGGCCCACCAAGGCGACGATCGGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACNCCGCGTGAAGGATGAAGGTTTTCGGATTGTAAACTTCTTTGATTGGGGACGATAATGA 


CGGTACCCAAAAAACAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCG 
GGGATGCAAGTCAGATGTGAAATTCCGAAGCTCAACTTCGGCGCTGCATCTGAAACTGTATCTCTTGAGTGCTGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGT 
GAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACACAATAAGTATCCCACCTGGGGAGTACGGCCGCAA 
GGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATACCANTGAC 
GTACTTAGAGATAGGTATTCCCTTCGGGACAATGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCCTGTTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAATCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTC 
CTGGGCTACACACGTACTACAATGGCTATTACAGAGGGAAGCGAAGCCGCGAGGTGGAGCAAATCTCCAAAAATAGTCCCAGTTCAGATTGCAGGCTGAAACTCG 
CCTGCATGAAGTCGGAATTGCTAGTAATGGCAGGTCAGCATACTGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCTGCAACA 
CCCGAAGTCAGTAGTCTAACTGTAAAGAGGACGCTGCCGAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATC 
ACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGT 
CGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACC 
GGATACTGACCCTTGCAGGCATCTGCGAGGTTCGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGA 
CGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAG 
CCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCG 
GGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGC 
ACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATCAGAGATGGTGCCCCCCTTGT 
GGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAAGCCCT 
TCGGGGTGTTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTA 
CAATGGCCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGT 
CGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCC 
AACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGGCGAACGG 
GTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACGGGATGCATGTCTTGTGGTGGAAAGCGC 
TTTAGCGGTGTGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTG 
GGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCG 
GGTTGTAAACCTCTTTCACCATCGACGAAGGTCCGGGTTCTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGAT 
ACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAG 
TAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGA 
TCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCCGCGATGCCGCGAG 
GTTAAGCGAATCCTTAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNAGAGTTTGATCATGGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTCTAGTGGCGCACGGGTGCGTAACGCGTGGG 
AATCTGCCCTTCGGTTCGGAATAACTCAGGGAAACTTGAGCTAATACCGGATAATGACTTCGGTCCAAAGATTTATTGCCGAGGGATGAGCCCGCGTAGGATTAG 
CTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGA 
CAGTACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCG 
GTTACTCAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCTTTGAAACTAGGTGACTAGAATCTTGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGT 
GAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTGACTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACATGGTGTTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATCCTGATCGCG 
GATTAGAGAGATCTTTTCCTTCAGTTCGGCTGGATCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTCGTCCTTAGTTGCCATCATTTGGTTGGGCACTCTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAC 
ACGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCGAGTGCGCGAGCACAAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAAC 
TCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTT 
TCACCCGAAGGTAGTGCGCTAACCGGCAACGGAGGCAGCTAACCACGGTGGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCT 
GGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGG 
AACCCATTGGAGCTTGCTCCTTTGGTTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAATACC 
GAATAGTTTGCGGCCTCTCATGAGGCTGTACGGAAAGACGGTTTCGGCTGTCACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACC 
AAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGG 
ACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTGAGGGAAGAACAAGTACCAACTAACTATTGGTACCTTGAC 
GGTACCTCACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGG 
TCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTG 
AAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAG 
GCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACC 
GCCTAGGAGACTAGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGA 
CCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGCAAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACT 
CGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAA 
CACCCGAAGTCGGTGGGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGAACGGTCCTTCGGGACT 
TATTAGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCAGTAGTGGGGGATAGCCCGGGGAAACCCGGATTAATACCGCATACGTCCTACGGGAGAAAGC 
AGGGGATCTTCGGACCTTGCGCTATTGGATGAGCCTATGTCGGATTAGCTTGTTGGTGGGGTAACGGCCCACCAAGGCAACGATCCGTAGCTGGTCTGAGAGGAT 
GATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGT 
GAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAGGCCCTAAAGTTAATACCTTTGGGGATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCC 


GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAGTTAAGCTGGATGTGAAAGCCCTGGGCT 
CAACCTGGGAACTGCATTCAGAACTGGCTGGCTAGAGTACGAGAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTG 
GCGAAGGCGACTGCCTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAG 
TCGTAGGGTTCCTTGAGGACTTTGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCACCGCGAAGACCCTTACCAGGTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAGCTC 
TGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTTGTTGCCAGCGAGTAATGTCGG 
GAACTCAAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGCAGGTA 
CAGACGGTTGCGAATCCGCGAGGTGGAGCTAATCCGAGAAAACCTGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCG 
TGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTGGCTAGTCTAACCTTCGGGGGG 
ACGGTCACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCCCTCTTTTAGAGGGAGTGGCGCACGGGTGCGTAACGCGTGGGAACCTGCCCT 
TAGGTTCGGAATAACTCAGAGAAATTTGAGCTAATACCGGATAATGTCTTCGGACCAAAGATTTATCGCCTTTGGATGGGCCCGCGTAGGATTAGATAGTTGGTG 
GGGTAATGGCCTACCAAGTCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGG 
AGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTTCAAG 
TCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGAAACTGGATGGCTAGAATACTGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTA 
GATATTCGGAAGAACACCAGTGGCGAAGGCGACTCACTGGACAGTTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGATAACTAGCTGCTTGGGCTCATGGAGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC 
AAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATCCTAGGACGGTTTCTGGAGA 
CAGATTCCTTCCCTTCGGGGACCTAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCC 
TTAGTTGCCATCATTTAGTTGGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTAC 
ACACGTGCTACAATGGCATCTACAGTGAGCAGCGATCCCGCGAGGGTTAGCTAATCTCCAAAAGATGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGA 
AGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCGAAGGC 
GGTGCGCTAACCTTTTAGGAGGCAGCCGACCACGGTGGGTTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCAGGAAGCGAGTTGATCCCCTTCGGGGGTGA 
CGCTCGTGGAATGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGATCGGAATAACTCCGGGAAACCGGAGCTAATGCCGGGTAACATGTTCCT 
TCGCATGAAGGAACATTAAAAGATGGCTTCTCGCTATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCG 
TAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACG 
GAGCAACGCCGCGTGAACGATGAAGGTCTTCGGATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTACCGTGCGAATAGAACGGTACCTTGACGGTACCTAACGA 
GGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCT 
GATGTGAAAGGCCACGGCTCAACCGTGGAGGGCCATTGGAAACTGGGGAACT TGAGGACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAT 
ATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTTTCTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGAGTGCTAGGTGTTAGGGGGCTTCCACCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTTTGGACCACCCTAGAGATAG 
GGTCTTCCCTTCGGGGACCAAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTTAG 
TTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACAC 
GTGCTACAATGGATGGAACAAAGGGCAGCGAAGCCGCGAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGC 
CGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGT 
GAGGTAACCTTTTTGGAGCCAGCCGCCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCAT 
AACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGAACCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCC 
CTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGAT 
GCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGCATTAAGGTTAATAACCTYRGTGATTGACGTTACTCGCAGA 
AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCG 
GATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAAGCTTGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAG 
ATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGA 
TTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGT 
TGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACAC 
GTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGT 
CGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGT 
AGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTACCAAGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCATGATCTAGCTTGCTAGATTGATGGCGAGTGGCGAACGGGTGAGTAATACATCG 
GAACGTGCCCTGTAGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATACGACCTGAGGGTGAAAGTGGGGGACCGCAAGGCCTCATGCTATAGGAGCGG 
CCGATGTCTGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGT 
CCGGAAAGAAATCGCACTTACTAATATTAGGTGTGGATGACGGTACCGGAAGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCAA 
GCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGCAAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTGGTGACTGCACGGCT 
AGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCT 
CATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCT 
AACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCA 
ACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGAGATGCATTAGGTGCTCGAAAGAGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCTACGAAAGGGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAG 
GTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTGCATACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAG 
AAAATGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTT 
GTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGCAGGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATTGATGGGAGCTTGCTCCCTGATATCAGCGGCG 
GACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGATTGGGATAACTCCGGGAAACCGGGGCTAATACCGAATAATTCATTTCCTCGCATGAGGAAATGTTGAA 
AGGTGGCTTTTAGCTACCACTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGA 
TCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGA 
TGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTC 


AACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCAGTGG 
CGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAG 
TGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAACCCTAGAGATAGGGCTTTCCCCTTCGGGGGAC 
AGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGG 
GCACTCTAAGATGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTA 
CAAAGGGCAGCAAGACCGCGAGGTTTAGCCAATCCCATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGC 
CAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATCGATGGGAGCTTGCTCCCTGAGATCAGCGGCGGACGGGTGAGTAACACGT 
GGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACACCTACCCCCGCATGGGGGAAGGTTGAAAGGTGGCTTCGGCTATCA 
CTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTA 
AAACTCTGTTGTTAGGGAAGAACAAGTGCCGTTCGAATAGGGCGGCGCCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGG 
AAACTGGGGAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTC 
TGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCC 
TTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAACCCTAGAGATAGGGCTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCAT 
GGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGATGACTGCC 
GGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCTGCAAGACCGC 
GAGGTTTAGCCAATCCCATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGAC 
AGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGCATG 
CCTAACACATGCAAGTCGANCGGTNNCAGGGGCTTCGGGCCCGCTGACGAGTGGCGGACGGGTGAGTAATGCATAGGAATCTGTCNAGTAGTGGGGGACAACCTG 
GGGAAACTCAGGCTAATACCGCATACGCCCTACGGGGGAAAGTGGGGGACCTTGGGACCTCACGCTATTGGATGAGCCTATGTCAGATTAGCTAGTTGGTGGGGT 
AAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCAACACTGGTACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCTGCGGGTTGTAAAGCACTTTCAGTTGGGAGGAAAAGCTGAGGCTTAATACGCC 
TTAGTCTTGACNNNACCTTCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAACGTTAATCGGAATTACTGGGCGTAAAGCGC 
GCGTAGGTGGTTTGTTAAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCGATACTGGCAGACTAGAGTATGGTAGAGGGAAGTGGAATTCCAGG 
TGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACCAATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTGGAGAGGTAGACCTCTTAGTACCGCAGCTAACGCGATAAGTTNACCGCCTAGGGAGTAC 
GGCCGCAAGGTTRAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATC 
CTCAGAACTTGTCAGAGATGACTTGGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACG 
AGCGCAACCCTTATCCATAGTTGCCAGCGAGTAATGTCGGGAACTCTATGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGC 
CCTTACGAGTAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAACCGCAAGGTGGAGCTAATCTCTTAAAACCGATCGTAGTCCGGATTGGAGT 
CTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTGGTTGTACCAGAAGTCGCTAGTCTAACCTTCGGGAGGACGGTGCCCACGGTGTGGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTG 
CCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACGGGATGCATGTCTTGTGGTGGAAAGCGCTTTAGCGGTGTGGGATGAGCCCG 
CGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATC 
GACGAAGGTCCGGGTTCTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGA 
ATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAG 
CGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTA 
AGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGA 
ACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGA 
TGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCCTTAAAAGCCG 
GTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTCGGGAGGGAGCTGTCGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACA 
CGTGGGCAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACTTGGCGCATGCCTTGTGGTGGAAAGCTTTTGCGGTGTG 
GGATGGGCCCGCGGCCTATCAGCTAGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCACCATCGACGAAGGCTCACTTTGTGGGTTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGT 
TGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAG 
TACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGG 
AGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTA 
ACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAA 
GGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTT 
TTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAA 
GTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
GAAAGGCCCTTCGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAG 
GACCACGGCATTCATGTGCTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGG 
TAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATG 
CAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGACGAAGCGCGAGTGACGGTAGGTACAGAAGAAGGACCGGCCAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTA 
ACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGC 


GAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGT 
GTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGTGCCTAGAGATAGGTATTCCCTTGTGGCCTGT 
GTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGG 
ACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACA 
AAGGGCTGCGATGCCGTAAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGC 
AGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGG 
AGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCT 
GGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTRCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGA 
TAAGCCTGGGAAACTGGGTCTAATACCGAATAGGACTCCGGACTGCATGGTCTGGGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTT 
GGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGAC 
GGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGG 
TTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTG 
GAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGAC 
GACTGCAGAGATGTGGTTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTC 
CAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACT 
CGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTA 
ACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGGCGAACGGGTGAGTAA 
CACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACGGGATGCATGTCTTGTGGTGGAAAGCGCTTTAGCGG 
TGTGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAG 
ATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCACCATCGACGAAGGTCCGGGTTCTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTG 
CGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAG 
ACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGAC 
GCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCC 
GTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGACCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCG 
AATCCTTAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTCGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGG 
GACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCT 
TAACACATGCAAGTCGAACGATGAAGCCTTCGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACT 
GGGTCTAATACCGGATATTTCCTATCGATCGCATGGTTGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGC 
CTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGACGAAGCGCAAGTGACGGTAGGTACAGAAG 
AAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTC 
CGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATAT 
CAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGACTGCAGAGATGT 
GGTTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTG 
CCAGCACGTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACA 
TGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTAAGGCGGAGCGAATCCTTCTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGT 
CGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGG 
TGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGAACGGTCCTTCGGGACTTATTAGAGCGGCGGACGGGTGAGTAATGCATAGGAAT 
CTGCCCAGTAGTGGGGGATAGCCCGGGGAAACCCGGATTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGAGCCTA 
TGTCGGATTAGCTTGTTGGTGGGGTAATGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGG 
GAGGAAGGCCTGTAAGTTAATACCTTGCAGGATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGT 
TAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAGTTAAGCTGGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTCAGAACTGGCTGGCTAGAG 
TACGAGAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGACTGCCTGGCTCGATACTGACGCTGAGG 
TGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTAGGGTTCCTTGAGGACTTTGTGACGCAGCTAAC 
GCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACG 
CGAAGAACCTTACCAGGGCTTGACATCCAGAGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACTCTGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAAGGAGACTGCCGGTGACAAACCGGAGGAA 
GGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTCCTGGGCTACACACGTGCTACAATGGTTGGTACAGACGGTCGCTAAGCCGCGAGGTGGAGCTAATCCGA 
AAAAACCAATCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTGGCTAGTCTAACCTTCGGGGGGACGGTCACCACGGAGTGATTCATGACTGGGGTGAAAG 
TCGTAACAAGGTAGCCCTAGGGGAACCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAAC 
ACATGCAAGTCGAACGATGAAGCCTTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGTACTTTGGGATAAGCCTTGGAAACGAG 
GTCTAATACCGGATATGACCCCACATCGCATGGTGTGGGGTGGAAAGCTCCGGCGGTACGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTA 
CCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCCTTTCGGGGTGACGGTACCTGGATAA 
GAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCGG 
CCGTGAAAACTGGAGGCTTAACCTCCAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATA 
TCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCT 


GTAAACGTTGGGCGCTAGGTGTGGGCGACTTCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGAAACCGGCAGAGATGT 
CGGCCCCCTTGTGGCCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTGTGTTG 
CCAGCGCGTAATGGCGGGGACTCGCGGGAGACTGCCGGGGTCAAC TCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACA 
TGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTC 
GGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCAC 
GGCCCAACCTTTCGGGGAGGGAGTGGTCGAAGGTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAAAGCTTGCTTTTTCTA 
CAATCTAGTGGCAAACGGGTGAGTAACGCGTAAACAACCTGCCCTACGGATGGGGACAACAGCTGGAAACGGCTGCTAATACCGAATACGTTCCGAAAGTCGCAT 
GACTGTCGGAAGAAAGGATGGCCTCTATTTATAAGCTATCGCCGGAGGAGGGGTTTGCGTCTGATTAGCTAGTTGGAGGGGTAACGGCCCACCAAGGCGACGATC 
AGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGA 
CGGAGCAACGCCGCGTGAGTGAAGACGGCCTTCGGGTTGTAAAGCTCTGTTATACGGGACGAATAATCTTGTGGTTAATACCCATAAGAAGTGACGGTACCGTAA 
GAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGCTTCTTAAGT 
CTGTCTTAAAAGTGCGGGGCTTAACCCCGTGATGGGATGGAAACTGGGAAGCTCAGAGTATCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAG 
ATATTAGGAGGAACACCAGTGGCGAAAGCGGCTTTTCTGGACGAAAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCT 
GGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGCCTTGACATTGATCGCAAGGAGTAGAGA 
TACTCTGTTCTTCTTCGGAAGACGAGAAAACAGGTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATC 
TTCTGTTACCAGCACGTAAAGGTGGGGACTCAGGAGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGGCTTGGGC 
TACACACGTACTACAATGGCTCTTAATAGAGGGAAGCGAAGGAGCGATCCGGAGCAAACCCCAAAAACAGAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTA 
CATGAAGCAGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCATTCACACCCG 
AAGCCGGTGAGGTAACCGCAAGGAGCCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGATGAACGCTAGCGGCAGGC 
TTAACACATGCAAGTCGAGGGGTAACAGGGTGCTTGCACCGCTGACGACCGGCGAACGGGTGCGTAACGCGTATAGAATCTGCCTTGTACAGGAGGATAGCCTTT 
AGAAATGAAGATTAATACTCCATAGTGTATTGAAGTGGCATCACCTTTTTTACTAAAGATTTATTGGTACAAGATGACTATGCGTCCTATTAGCTAGATGGTAAG 
GTAACGGCTTACCATGGCTACGATAGGTAGGGGGTCTGAGAGGACTATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAA 
TATTGGTCAATGGAGGCAACTCTGAACCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACGGGAAGAAACAGTCCTACGTGTAG 
GACCTTGACGGTACCGTAAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTC 
CGCAGGCGGTCAATTAAGTCAGAGGTGAAATCCCATAGCTTAACTATGGAACTGCCTTTGATACTGGTTGACTTGAGTTATACGGAAGTAGGTAGAATAAGTAGT 
GTAGCGGTGAAATGCATAGATATTACTTAGAATACCGATTGCGAAGGCAGCCTACTACGTATATACTGACGCTCATGGACGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGGACACTAGTTGTTGGAATTATTCAGTGACTAAGCGAAAGTAATAAGTGTCCCACCTGGGGAGTACGGTCGCAA 
GATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGAGTGAC 
AGGTCTAGAGATAGATTTTTCTTCGGACACTTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCC 
TTATCGTTAGTTGCCAGCAAGTAAAGTTGGGGACTCTAGCGAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCC 
TGGGCTACACACGTGCTACAATGGTATGGACAATGAGCAGCCACAACGCGAGTTGGAGCGAATCTATAAACCATATCACAGTTCGGATCGGAGTCTGCAACTCGA 
CTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTG 
CCTGAAGTCGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTAGTAACTAGGGCTAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGAAAGGAGCTTGCTCCTGGATTCAGCGGCGGACGGGTGAGTAATGCC 
TAGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGAT 
GAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTT 
AAGTTGGGAGGAAGGGTTGTAGATTAATACTCTGCAATTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTG 
CAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAA 
GCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGAC 
ACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGC 
AGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACC 
GGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCT 
AATCCCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGG 
GTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGAAGAGAGCTTG 
CTCTCTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTCTCGAAAGGGACGCTAATACCGCATACGTCCTACGGGAG 
AAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAG 
AGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCG 
TGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAATTAATACTTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTA 
ACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCC 
GGGCTCAACCTGGGAACTGCATTCAAAACTGACAAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACAC 
CAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCA 
ACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGG 
AACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAAT 
GGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGT 
CGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGT 
AATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCG 
GGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCAGGCC 
TAACACATGCAAGTCGAGCGGATGAGAGGAGCTTGCTCCTTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGATAGTGGGGGACAACGTTTCG 
AAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTAGGTGAGGTAAT 
GGCTCACCTAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCTGCAAGTTAATACCTTGT 
AGTTTTGACGTTACCAACAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCG 
CGTAGGTGGTTTGTTAAGTTGGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTCCAAAACTGGCTGACTAGAGTACGGTAGAGGGTGGTGGAATTTCCTGT 
GTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGATCCTTGAGATCTTAGTGGCGCAGCTAACGCGATAAGTCGACCGCCTGGGGAGTACG 
GCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATGT 


CCGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACG 
AGCGCAACCCTTGTCCTTAGTTACCAGCACGTTAAGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGC 
CCTTACGGCCAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGT 
CTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGGTTGCTCCAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACGGAGTGATTCATGACTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCG 
AGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACTTGACGCATGTCTTGT 
GGTGGAAAGCTTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTC 
CGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGAT 
GACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACCGGGGGCTTAACCCTCGGCGTGCGGGCGATA 
CGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGT 
AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGAT 
CCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCAAGG 
TTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGGATCGGGGTCTGCAACTCGACCCCGTGAAAGTCGGAGTCGCTAAGTAATCGCAGATCAAGCAACGCTGNC 
GGTGAATACGTTCCCGGGGCCTTGTACACACCGCCCGTCACGTCATGAAAAGTCGGTAACACCCGGAAGCCAAGTGGCCTAACCTTTTTGGAGGGAAGCTGTCGA 
AGGTTGGGATCGGCNATTTGGGAACNAAGTCCTNAACAAGGTAACCGTTACCCGGAAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTACGCTGAAGCATCTTCGGGTGT 
GGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCTTGTACTCTGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATAGGACCATTCCTCGCATGG 
GGGGTGGTGGAAAGCTCCGGCGGTATGAGTTGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGG 
TGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAG 
GGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGGGTGATACTGACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGCGTCTGCCGTGGAAACCTACAGCTTAACTGTGGGCGTGCGG 
TGGATACGGGCATCACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCT 
GGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGTGCTGTCC 
ACGCACTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGC 
ATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGATTGCTGCAGAGATGTGGTTTTCTTCGGACTGGTGTACAGGTGGTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGCGTTGCCAGCACGTAATGGTGGGGACTCGTGGAAGACTG 
CCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGTGGCGAGACC 
GTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACTCTGCGGAGGGGGAGTGGTCGAAGGT 
GGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNGGCGGCATGCCTAACACATGCAAGTCGAACGATCCCTTCGGGGATAGTGGCGCACGGGTGCGTAACGCGTGGGAACCTGCCCTTAGGTTCG 
GAATAACTCAGAGAAATTTGAGCTAATACCGGATAATGTCTTCGGACCAAAGATTTATCGCCTTTGGATGGGCCCGCGTTGGATTAGCTAGTTGGTGGGGGTAAA 
GGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAA 
GCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCCTTTTAAGTCAGGGG 
TGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTCAAACTGGGAGGCTAGAATCTTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTC 
GGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGATAACTAGCTGTCCGGGTTCATGGAACTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGCGTACGGTCGCAAGATTAAAACTCAAAGGAA 
TTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATCCTAGGACGGCTTCTGGAGACAGATTC 
CTTCCCTTCGGGGACCTAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTG 
CCATCATTCAGTTGGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTG 
CTACAATGGCAACTACAGTGGGCAGCTATCCCGCGAGGGTGCGCTAATCTCCAAAAGTTGTCTCAGTTCGGATTCTTCTCTGCAACTCGAGAGCATGAAGGCGGA 
ATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCGAAGGCAGTGCGC 
TAACCGCAAGGAGGCAGCTGACCACGGTGGGTTCAGCGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGGACTTCGGTCCTAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCAGAGGTACGGGATAG 
CCCAGGGAAACTTGGAGTAATACCGTATGAGCCCTACGGGGGAAAGATTTTATCGCCTTTGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTA 
CCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAAT 
GGGGGAAACCCTGATCCAGCCATGCCGCGTGAGCGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCG 
GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTGGAAAGTTGGGGGTGAAAT 
CCCGGGGCTCAACCTCGGAACTGCCTTCAAAACTCCCAGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGA 
ACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GAATGCCAGACGTCGGGCAGCATGCTGTTCGGTGTCGCACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATGGGGGTCGCGGGCCCAGAGATGGGCCTTTCAGTT 
CGGCTGGACCCCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACCCTTAGTTGCCAGCGC 
CTCGGGCGGGCACTCTAGGGGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAA 
TGGCAGTGACAATGGGTTAATCCCCAAAAGCTGTCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGA 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGACGGTGCGCCAACCTCGCAAGAGGAGGCAGCCGGCC 
ACGGTGGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGC 
GGAATGCTTAACACATGCAAGTCGTACGGGCAGCTTCGGCTGTCAGTGGCGGACGGGTGAGTAACGCGTAGGAACGTGTCCTGTGATGGGGGATAACGCTGGGAA 
ACTGGCGCTAATACCGCATATCTCCTGAGGGGGAAAGCCGCGAGGCGTCATGGGAGCGGCCTGCGTCCGATTAGGTAGTTGGTGGGGAAAGGCCTACCAAGCCTT 
CGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAG 
CCTGATCCAGCAATTCCGCGTGGGTGAAGAAGGTCTTCGGATTGTAAAGCCCTTTCGGCAGGGACGATGATGACGGTACCTGCAGAAGAAGCCCCGGCTAACTTC 
GTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTTACACAGTCAGGCGTGAAATTCCTGGGCT 
TAACCTGGGGGCTGCGTTTGATACGTGTAGACTTGAGGGTGGAAGAGGCTCGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTG 
GCGAAGGCGGCGAGCTGGTCCATTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGCGCTGG 
ATGTTGGGGGGCTTAGCCCTTCAGTGTCGTAGCTAACGCGATAAGCGCACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATCCGTCGAACTTCGCAGAGATGCGTTGGTGCCCGCAAGGGAGC 
GGCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATGTTTGGGT 


GGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGAGCTGGGCTACACACGTGCTACAATGGCGGT 
GACAGTGGGAAGCCAGGTCGCGAGGCCGAGCCGATCCCTAAAAGCCGTCTCAGTTCAGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATC 
GCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGTGTCTTGGCTAACCGCGAGGAG 
GCCGGTCACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNCCCTTCGGGGTGAGTAAAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCCTCGCAGGGGGATAACCGGGGGAAACTCCGGCTAATACCCCGTA 
CGCTTGCCGGGGCGCATGCTCCGGCAAGGAAAGGTAGCTTCGGCCATCCGGCGAGGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAG 
GCGACGATGCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTCGGGAATCTTGCGCAATGGGCG 
AAAGCCTGACGCAGCAACGCCGTGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTTGTCGGGGACGAAGGGCGAAGGGTTAATAGCCCCTAGCCTGACGGT 
ACCCGGCGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCATTGGGCGTAAAGAGCGCGTAGGCGGCCT 
GGTAAGTCTGCTGTGAAATCTCGGGGCTCAACCCCGAGCGTGCAGTGGATACTGCCAGGCTAGAGGGTGGTAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGAAA 
TGCGCAGATATCGGGAGGAACACCAGCGGCGAAGGCGGCTCTCTGGGCCACTCCTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCTAGCCGTAAACGATGGGCACTAGGTGTGGGGGGAGTCGAATCTCTCCGTGCCGAAGCTAACGCGTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTTCTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGGGGCTGCAAGCG 
CACGGAAACGTGTGATCCTTCGAGGGTGCCCCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCC 
GCCCTGTGTTGCCAGCATTGAGTTGGGGACTCACAGGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGCCCAGGG 
CTAGAAACGTGCTACAATGGCCGGTACAATGGGCTGCGATGCCGTGAGGTGGAGCGAATCCCATCAAAGCCGGTCTAAGTTCGGATTGGAGTCTGCAACTCGACT 
CCATGAAGGCGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTAGGCAATGCCC 
GAAGCGGGTGCGGCCAACCCCTTTTCAGGGGAGGCGGCTCGCGAAGGTAGGGCCTGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCTGAAGGTGCGGCTG 
GATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGT 
AAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCCGGGGAAACCCGGTCTAATACCGGATAGGG 
ACGCCTCGTCGCATGGCGGGGTGTGGAAAGGTTTTTTCCGGTCAGGGAGGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGAAGGCCTACCAAGGCGATTACGG 
GTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAC 
GCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCGACGCAGGCCCGCGCTTCTGTGCGGGTTGACGGTAGGTGGGGAATAAGG 
ACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTGTGTCGCGTCTGCTGTG 
TAAGTCCGGGGCTTAACTCCGGTTTGGCAGTGGATACGGGCATGCTAGAGGTAGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGG 
AGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGTTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAA 
CGTTGGGCGCTAGGTGTGGGGACCTTCCACGGTTTCCGTGCCGTAGCTTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATGCCGGGAAATCCTCCGGAGACGGGGGG 
TGCCTTCGGGCGTTCCGGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCC 
AGCACGTGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATG 
CTACAATGGCCGGTACAGTGGGCGTGCGATGCCGTGAGGCGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTG 
GAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACGTGCG 
GCCTAACCCTTCGGGGAGGGAGTGCGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACGAGGTAGCCGTACGGAANNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGCGGCAGGCTTAACACATGCAAGTCGAGCGAGGTCTTCGGACCTAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCC 
TTTGCTACGGAATAGTCCCGGGAAACTGGGTTTAATACCGTATGTGCCCTACGGGGGAAAGATTTATCGGCAAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGT 
GGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAG 
CAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTGGAAA 
GTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTCCAAAACTATCAGTCTGGAGTTCGAGAGAGGTGAGTGGAATACCGAGTGTAGAGGTGAAATTCGT 
AGATATTCGGTGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAATGCCAGTCGTCGGGTTGCATGCAATTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCCTGGACATCCCGAGAGAT 
CGGGCTTTCACTTCGGTGACCAGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCCT 
AGTTGCCAGCATTCAGTTGGGCACTCTATGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACAC 
ACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTTGGAATCGCTAGTAATCGCG 
GAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCGCTAACCCTTCGGGGAGG 
CAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNAGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGACCTTTCGGGGTGAGTGGCGGACGGGTGAGTAACG 
CGTAGGGATCTATCCACGGGTGGGGGATAACACCGGGAAACTGGTGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGT 
TCGATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGA 
CGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAGGGCGT 
GTAGGCGGTTTGCACAGTCAGATGTGAAATTCCAGGGCTTAACCTTGGGGCTGCATTTGATACGTGTAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTG 
TAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTGGTTACTCAGTGTCGAAGCTAACGCGCTAAGCACACCGCCTGGGGAGTACGG 
CCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATTGG 
GAGGCTTGTATTCAGAGATGGGTATTTCCCGCAAGGGGACCTTCTGCACAGGTGCTGCATTGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGCCTTTAGTTGCCAGCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATGGTGACATCGTGCCGATCTCTAAAAGCCGTCTCAGTTCGGATTGT 
ACTCTGCAACTCGAGTACATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCTGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTTGGTTTGACCCGAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCG 
GCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTGGACTGCATGGTCTTTGGTG 
GAAAGATTTATCGGTACAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGG 
CCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGGGCAACTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTCGTCGCGTCTTCTGTGAAAACTTGGGGCTCAACCCCAAGCTTGCAGGGGATACGGGC 
GGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTG 
ACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCACGGGATCCGTG 
CCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAACACCAAGAGATTGGTGCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTTATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAG 


CGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGATTGAACGCTGGTGGCGTGCTTAACACATGCAAGTCGTGCGAG 
AACGTCTTCTTCGGAAGATTAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATAATCTGCCTTTGAGATTGGGATAACAGTTGGAAACGACTGCTAATACCGAA 
TACGTTTCATATTTAACTTTATGAGAGAAAGATGGCCTCTGCTTGCAAGCTATCGCTCAGAGATGAGTCCGCGTTTCATTAGGTAGTTGGTGAGGTAACGGCTCA 
CCAAGCCGACGATGAATAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAAT 
GGGGGCAACCCTGACGCAGCGACGCCATGTGAGGGATGAAGGCTTTCGGGTCGTAAACCTCTGTCAGGAGGGAAGAAACTGTTAGGGATTAATACTCTCTTTCAC 
TGACGGTACCTCCAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAG 
GCGGCCTTATAAGTCAGGTGTGAAAGCCCTCGGCTCAACCGGGGAATTGCACTTGATACTGTAAAGCTTGAGTATCGGAGAGGATGGCGGAATTCCAGGTGTAGG 
AGTGAAATCCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCCATCTGGACGATAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGATGTCGGGGGTTAACCCCTTCGGTGTCGAAGTTAACGCGATAAGCATCCCGCCTGGGGAGTACGGTCGCA 
AGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGACTTGACATCCTGCGAA 
TCCTTTAGAAATAGAGGAGTGCCCTTCGGGGAATGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCCTATCACTAGTTGCCATCACATAATGGTGGGCACTCTAGTGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTT 
ACGTCCAGGGCTACACACGTACTACAATGGTGGATACAAAGGGTCGCGAAGCCGCGAGGTGAAGCCAATCCCAGAAAGTCCATCCCAGTCCGGATCGCAGTCTGC 
AACTCGACTGTGTGAAGTTGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCTG 
GTTCTACCCGAAATCGACAGACTAACCTTCGGGAGGTAGTCGCCTACGGTAGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGC 
TGGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACA 
CATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGCGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTG 
GGTCTAATACCGGATAGGACCACGGGATTCATGTCCTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCT 
ACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGGTTCGGGTTTTCTCGGATTGACGGTA 
GGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTG 
TCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAAT 
GCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGT 
CTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGG 
GCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACC 
CCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACC 
CGAAGCCAGTGGCCTAACCTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCAC 
CTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCC 
TCTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTCAGCTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACTAC 
TGGCCGCATGGTTGGTGGTGGAAAGTTTTTTCGGCTGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCAA 
CGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGATCGGGACGAAGCTTTTGTGACGGTACCGGTAGAAGAAGCACCGGCCAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTGTGTCGCGTCGATCGTGAAAACTTAGGGCTTAACTCTG 
AGCTTGCGGTCGATACGGGCATCACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG 
CGGGTCTCTGGGCCGGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGG 
GGCCATTCCACGGTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGTGGATTAATCCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACCAGACGCTGCCAGAGATGGTAGTTCCCTTGTGGTTGGTGTGCA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTGATGGCGGGGACTCA 
TGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCAGTACAGAGGG 
CTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCCCTTGTGGGAGGGAG 
TCGTCGAAGGTGGGACTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCATGGCTCAGGACGAA 
CGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACCTTCGGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCT 
GGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACTGAACCGTCTGGGCATCCAGGCGGTTCGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGC 
TTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAA 
GTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTA 
GGCGGCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACAC 
CGGAAACATCCAGAGATGGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
CCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGG 
GTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACG 
AAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTATCCGTNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGCTTTGACTTCACCGGGTGC 
TTGCACCCACCGAAGTCAAGGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAACATTCGGAAACGGATGCTAATACCGCATATT 
TCTAAACGTCACATGACGAATAGAAGAAAGGTGGCTTCGGCTACCGCTTATGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGA 
TGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAG 
TCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAACTGCTCATCCCCTGACGGTATC 
TAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTTT 
AAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAAGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGC 
GTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAA 
ACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACAACCCTAG 
AGATAGGGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAT 
TATTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCT 


ACACACGTGCTACAATGGATGGTACAACGAGTCGCAAAGTCGCGAGGCTAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTGCA 
TGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAA 
GTCGGTGAGGTAACCCTTTTGGGAGCCAGCCGCCTAAGGTGGGACAGATAAT TGGGGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTTGAGGGTAGCTTGCTACCCGATGCAGCGGCGGACGG 
GTGAGTAATACATGGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGGGATCTTCGGACCTC 
TCGCTATCAGATGAGCCCATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAAC 
TGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGTTGCCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGCCTTAGGGTTGTAA 
AGCACTTTCAGTGGGGAGAAAGGTAATTCACTTAATACGTGAGTTAATTGATGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGTGGTTTGTTAAGCCAGCTGTGAAATCCCCGGGCTCAACCTGGGCACTGCAGTTGGA 
ACTGGCAAGCTAGAGTAGGGTAGAGGGGTGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACACCCTGGACTC 
ATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGAGCCTTGAGCTCTT 
AGTGGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGACGCAACGCGAAGACCCTTACCAGGACTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAATGGCGGGAACTCTAAGGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCCAAACCGCGAG 
GTGGAGCTAATCCCGTAAAACCGTTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAAATCAGAACGTTACGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACTTTGTGATTCA 
TGACTGGGGTGAAGTCGTAACAAGGTATCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGA 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGAAAGTTCTTCGGAATGAGTAAAGCGGCGGACGGGTGAGTAATACATGGGAATCTGCCTGGTAGTGGG 
GGACAACGTTTCGAAAGGAACGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGGGATCTTCGGACCTCTCGCTATCAGATGAGCCCATGTCGGATTAGCTAG 
TTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATAGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGTGGGGAGAAAGGTCATTCA 
CCTAATACGTGAGTGAATTGATGTTACCCACAGAAGTTGCTCCTCGTTACGGTAACCTACCACCATCTCCGACGTAATACGGAGGGTGCAAGCGTTAATCGGAAT 
TACTGGGCGTAAAGCGCACGTAGGTGGTTTGTTAAGCTAGCTGTGAAATCCCCGGGCTCAACTTGGGCACTGCAGTTAGAACTTGGCAAGCTAGAGTAGGGTAGA 
GGGGTGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACACCCTGGACTCATACTGACACTGAGGTGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCACTAAGT 
AGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACC 
TTACCAGGTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAATGGCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCCAAACCGCGAGGTGGAGCTAATCCCGTAAAACCGT 
TCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAAATCAGAACGTTACGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAG 
GTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGGATAGGACCTCGGGATGCATGTTCCGGGGTGGAAAGGTTTTCCGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCCA 
CCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGACGAAGCGCGAGTGACGGTAGGTACAGAAGAAG 
CACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGT 
GAAAACCCGCAGCTCAACTGCGGGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAG 
GAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGACCGCCCCAGAGATGGGGT 
TTCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCA 
GCAATTCGGTTGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCT 
ACAATGGCCGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAG 
TCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCC 
TAACCCCTCGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGATCTAGCTTGCT 
AGATGCTGACGAGCGGCGGACGGGTGAGTAATACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAATACCGCATACGACCTACGGGAG 
AAAGGGGGCTGTTTACAGCTCTCGCTATTAGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAG 
GATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTG 
TGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAAGAAGACCATACGGTTAATACCCGTATGCGATGACATTAGCTGCAGAATAAGCACCGGCTAAC 
TCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGG 
GCTTAACCTGGGAACTGCATCTGATACTGTTGAGCTAGAATAGGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCG 
ATGGCGAAGGCAGCCTTCTGGCATCATATTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTAC 
TAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAA 
TTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTACCAGCGGTTTGGCC 
GGGAACTCTAGGGACACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGG 
TACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCTCAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAAT 
CGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGATAGCCTAACCTTTTAGG 
AAGGCGTTCACCACGGTGTGGTTGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCACAGCGAAAGGTGCTTGCACCTTTCAAGTGAGTGGCGAACGGGTGAGTAACACGTGG 
ATAACCTACCTCAAGGTTGGGGATAACATTTGGAAACAGATGCTAATACCGAATGAGACTTCTTGTTGCATGACAGGAAGTTAAAAGGCGCTACGGCGTCGCCTA 
GAGATGGATCCGCGGTGCATTAGTTAGTTGGTGGGGTAAAGGCCTACCAAGACAATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACA 
CGGCCCAAACTCCTACGGGAGGCTGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGTGTGATGAAGGCTTTCGGGTCGTAAAGC 
ACTGTTGTATGGGAAGAACAGCTAGAGTAGGGAATGACTTTAGTTTGACGGTACCATACCAGAAAGGGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTA 
TGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGACGGTTGATTAAGTCTGATGTGAAAGCCCGGAGCTCAACTCCGGAAAGGCATTGGAAACT 
GGTCAACTTGAGTGCAGTAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGCGGCGAAGGCGGCTTACTGGACTGTAA 
CTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAACACTAGGTGTTAGGAGGTTTCCGCCTCTTAG 
TGCCGAAGCTAACGCATTAAGTGTTCCGCCTGGGGAGTACGACCGCAAGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGAAGCTTTTAGAGATAGAAGTGTTCTCTTCGGAGACAAAGTGACAGGTGGTGCATGGTCGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGATGGGCACTCTAGCGAGACTGCCGGTGACA 
AACCGGAGGAAGGCGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCGTATACAACGAGTTGCCAACCTGTGAAGGTG 


AGCTAATCTCTTAAAGTACGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACG 
TTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTAATGCCCAAAGCCGGTGGCCTAACCGTAAGGAGGGAACCGTCTAAGGCAGGACAGATGAC 
TGGGGTGAAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGGGGCAACCCTGGTGGCGAGTGGCGAACGGGTGAG 
TAACACATCGGAACGTGCCCAGTCGTGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGAACTCTGGTTGAAAGCGGGGGACCGCAAGGCCTCGCGCG 
ATTGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATTCCGCGTGCAGGATGAAGGCCCTCGGGTTGTAAA 
CTGCTTTTGTACGGAACGAAACGCGCCGGGCTAATACCTCGGCGTAATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTAATGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGA 
CTGCATTGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTG 
CACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGTCCTTCACTGGATCAG 
TAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTA 
ATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTCTGGAATCCCGCAGAGACGTGGGAGTGCTCGAAAGAGAACCAGAACACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAAC 
CGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGC 
TAATCCCACAAAACCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGTCGCGGTGAATACGTTC 
CCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATAGTTCTTCGGAATTAGAGA 
CCGGCGCACGGGTGCGTAACGCGTATGCAATCTACCTTTCACAGAGGGATAGCCCAGAGAAATTTGGATTAATACCTCATAGTATAGCAGTTTCGCATGAAACCA 
CTATTAAAGATTTATCGGTGAAAGATGAGCATGCGTCCCATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACAACGATGGGTAGGGGTCCTGAGAGGGAGATC 
CCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATG 
ACGGTCCTATGGATTGTAAACTGCTTTTATACGAGAAGAAACACTCCGACGTGTCGGAGCTTGACGGTATCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTCAGATAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGG 
AACGGCCATTGATACTGTCTGACTTGAATTATTAGGAAGTAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCA 
GGTTACTACTAATATATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTGGGC 
GCAAGTTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGATTGACCGGTTTGGAAACAGATCTTTCGCAAGACAATTTACAAGGTGCTGCAT 
GGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCAAGTCGGGAACTCTAACAAGACTG 
CCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCACTGG 
GCGACCAGGAGCGAATCTATAAAACCGGTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAAC 
TAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAG 
GCTTAACACATGCAAGTCGAGGGGTATAGGTTTTCGGACCTAGAGACCGGCGCACGGGTGCGTAACGCGTATGCAATCTACCTTTCACAAAGGGATAGCCCAGAG 
AAATTTGGATTAATACCTTATAGTAATACGACTTGGCATCAAGATGTATTTAAAGATTTATCGGTGAAAGATGAGCATGCGTCCCATTAGCTTGTTGGTAAGGTA 
ACGGCTTACCAAGGCAACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATAT 
TGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTGTACAGGAAGAAACCCTTTCACGTGTGGAAG 
ATTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGT 
AGGCGGTCAGATAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGTCTGACTTGAATTATTAGGAAGTAACTAGAATATGTAGTGTA 
GCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACTAATGGATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTGGGAGCAATCTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAG 
AATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGATTGACC 
GGTTTGGAAACAGACTTTTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCC 
TGTCGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACGAGACTGCCAGTGCAAACTGAGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTT 
GGGCTACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCACTGGGTGACCAGGAGCGAATCTACAAAACCGGTCACAGTTCGGATCGGAGTCTGCAACTCGAC 
TCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGC 
CTGAAGTCGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCGGGGACTTTTT 
GTTTTCGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTTGGGATAACTGTCGGAAACGGTGGCTAATACTGGATATTCAGGTCGC 
ACCGCATGGTGTGGTTTGGAAAGGTTTTTTCTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAACCG 
GCCTGAGAGGGTGACCGGTCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGA 
CGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTAAACCTCTTTCAGTAAGGGTGAAGGCTCTCTTTTGTGGAGGGTTGACAGTACTTGCAGAAGAAGCGCCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGTGGCGTGTCGCGTCTGCTGTGAAATTCCA 
GGGCTTAACTTTGGGATTGCAGTGGGTACGGGCATGCTAGAGTGCAGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGTTGGGC 
ACTAGGTGTGGGGTCTGTTTCCACGGATTCTGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGG 
GGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTGGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGCGACATGCCAGAGATGGTGTGGCCTTCG 
GGGTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACTTCGG 
GTGGGGACTCGTGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCC 
AGTACAGAGGGTTGCGATATCGTGAGATGGGGCTAATCTCTTAAAGCTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCTATGAAGGTGGAGTCGCTAGTA 
ATCGCAGATCAGCATTGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGT TGGCAACACCCGAAGCNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCGGGTAG 
GAAGCTTGCTTCCTATGCCGGCGAGTGGCGGACGGGTGAGGAACACATCGGAATCTACTCCGTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATAC 
GACCTAAGGGTGAAAGTGGGGGACCGCAAGGCCTCACGCGATGGAATGAGCCGATGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCGGT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCC 
AGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGGAAGAAATCCTGCTGGCTAATACCCGGCGGGGATGACGGTACCCAAAGAAT 
AAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGCTTAAGTCCGT 
TGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGRGTCACTAGAGTGTGGTAGAGGGTGGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGAT 
CGGGAGGAACACCCGTGGCGAAGGCGGCCACCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCC 
TAAACGATGCGAACTGGATGTTGGGTTCAATTTGGGACTCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCGCGGAACTGCCCAGAGATGGGC 
GGGTGCCTTCGGGAGCCGCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTT 
GCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACAC 
GTACTACAATGGTGGGGACAGAGGGCTGCGAACCCGCGAGGGGGAGCCAATCCCAGAAACCCCATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGT 
CGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGCAGG 


TAGCTTAACCGCAAGGAGGGCGCTTGCCACGGTGTGGCCAATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTACATGCAAGTCGAACGCTTTGATTTCACCGGGTGCTTGCACCCACCGAAGTCAAAGA 
GTGGCGGACGGGTCGAGTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAACATTCGGAAACGGATGCTAATACCGCATACTTCTAATCGCCTCCTGGCGAAT 
GGAAAAAAGGTGGCTTCGGCTACCGCTTATGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGATGATACGTAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGATTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAATGCCGCGT 
GAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAACTGCTCATCCCCTGACGGTATCTAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTTTAAGTCTGATGTGAAAGCCCCC 
GGCTCAACCGGGGAGGGTCATTGGAAACTGGAGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACC 
AGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACCCTAGAGATAGAGCTTTCCCTTCGGG 
GACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTATTAGTTGCCAGCATTCAGT 
TGGGCACTCTAGTGAGACTGCCGGTGATAAACCGGAGGAAGGGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAAATGGATG 
GTACAACGAGTCGCAAGGTCGCGAGGCCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAA 
TCGCGGATCAGCACGCCGCGGTGAAATACGTTCCCGGGTCTTGTAACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCCTTTTG 
GGAGCCAGCCGGCCTAAGGTGGGACAGATAATTGGGGTGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCGG 
CATGCTTAACACATGCAAGTCGAACGGCAGCATGACCTAGCTTGCTAGGTTGATGGCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTAAAGAGTGG 
GACAACTTGGGGAAACTCAAGCTAATACCGCATAAGCTCTGAGGAGTAAAGCTGGGGACCTTCGGGCCTGGCGCTTTAAGATTAGCCTGCGTCCGATTAGCTAGT 
TGGTGAGGTAAGGGCTTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAGTGAACATTCG 
GTTAAGAGCTAGATGTTTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTG 
GGCGTAAAGGGTGCGTAGGTGGTTTAATAAGTTAGCTGTGAAATTCCTGGGCTTAACCTAGGGTGGTCAGCTAAGACTGTTAGACTTGAGTATGGGAGAGGGTAG 
TGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAAGCGGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCAACTAGCTGTTGGTCATATGAATGTGATTAGTGGCGCAGCAAACGCGGTAAGTTGACC 
GCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TACCCTTGACATACAGTGAATCTTGCAGAGATGCGGGAGTGCCGAAAGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGTAACGAGCGCAACCCTTATTCTTAGTTGCCAGCGCGTAAAGGCGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGT 
CAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAGGGGCGACCTGGAGCAAATCCTTGAAAGCTGGTCGTA 
GTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGTCTAACCTTTCGAGGGGGACGTTTACCACGGTGTGATTCATGACTGGGGTAAGTCGTAACNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACACAAGGGAGCTTGCTCC 
TGAGGTGACGAGCGGCGGACGGGTGAGTAATGCCTAGGTATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGA 
AAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAGTCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGA 
GGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGT 
GTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTACTGGCTAATATCCAGTAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAA 
CTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCG 
GGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACC 
GGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTA 
CTCGGAGTTTGGTGTCTTGAACACTGGGCTCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTCAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGA 
ACTGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATG 
GTGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTC 
GGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCACAAAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTA 
ATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGG 
GAGGGCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCTAACAGATTCCTTCGGGATGACGTTAGTGGAACGAGCGGCGGACGGGTGAGT 
AACACGTGGGCAACCTACCTATAAGACTGGGATAACTCGTGGAAACGCGAGCTAATACCGGATAATACAACCGACCNCCTGGTCAGTTGTTGAAAGATGGCTTCG 
GCTATCACTTATAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTAGGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGAAGAAGGTTTTC 
GGATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTTTTAAGTCTGATGTGAAATCTTGTGGCTCAACCACAACCG 
GTCATTGGAAACTGGAGAACTTGAGGACAGAAGAGGAGAGTGGAATTCCANGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACT 
CTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGT 
TTCCGCCCCTTAGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCTGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACCACACGAGAGATCGTGTTTTCCTTCGGGGACAGAAGTGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTNNTCTTAGTTGCCAGCATTNNGTTGGGCACTCTAAGGTG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGATGCGA 
AACCGCGAGGTCAAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAANCGCTAGTAATCGTGGATCAGCATGC 
CACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAACNCGGTGAGGTAACCTTTTTAGGAGCCNNCCGCCGAA 
GGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTAATACATGCAAGTCGAGCGCGGGAAGCTAACTGATGCCCTTCGGGGTGACG 
ATAGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTATAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACTTTTTCCTTC 
GCATGAAGGGGAATTAAAAGGCGGCATTTCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGC 
CGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGC 
AACGCCGCGTGAACGAAGAAGGTTTTCGGATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTATGAGTCGAATAGGCTCATGCCTTGACGGTACCTAACATAGAA 
GCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATGCGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCTTTAAGTCTGATG 
TGAAATCTTGCGGCTCAACCGCAANCGGTCATTGGAAACTGGAGAACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGT 
GGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAAGA 
ATTGACGGGGACCCGCACAAACGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTATGACCGCTCTAGAGATAGAGT 
TTTCCTTCGGGGACATAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTG 
CCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTG 
CTACAATGGATGGTACAAAGGGCAGCGAAGCCGCGAGGTGAAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCAGG 
AATCGCTAGTAATCGCGGATCAGCATGCNNCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACATCACGAGATGTATATGCAACACCCGGAAGTTGT 


TGAGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGGTGAACGCTGGCGGTATGCCTAAGAC 
ATGCAAGTCGGACGGGCTGTTTTATGCAGCCAGTGGCGGACGGGTGAGTAACACGTAGGTGACCTACCCCAAAGTCTGGGACAACTAGGAGAAATCTTAGCTAAT 
CCTGGATGTGGACATCTACTTTGGTGGATGTTTAAAGCTTCGGCGCTTTGGGATGGGCCTGCGGCGCATCAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGAC 
GACGCGTAGCTGGTCTGAGAGGACGATCAGCCACAGGGGTACTGAGACACGGACCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGGCGAAAGC 
CTGACGGAGCGATACCGCTTGAAGGACGAAGCCCTTCGGGGTGTAAACCTCTGAACTCGGGACGATAATGACGGTACCGAGGTAATAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGGTGCGAGCGTTACCCGGATTTACTGGGGTGTAAAGGGCGTGTAGGCGGTCTCTCAAGTTCGATGGTAAAGACCGAAGCTC 
ACCTCGGGGGTGCGTGGGATACTGTGAGGCTAAACGGTCCGAGAGGGTAGCGGAAATTTCCGGAGTAGCGGTGAAATGCGCAGATACCGGAAGGAACGCCGATAG 
CGAAAGCAGCTACCTGCACGATTTGTTACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGAGTGCTGGG 
TGTCCGACATCTGTTGGGTGCCGTAGCTAACGCGTTAAGCACTCCACCTGGGAAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGTCTTGACATCCTGGGAACCCTGGTGAAACCCGGGGGTGCCGCAAGGGAGCCCAGAGA 
CAGGTGCTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTGCTAGTTGCCAGCAGTTCGGCTGGGCACTC 
TAGCGAGACTGCCTACGAAAGTAGGAGGAAGGCGGGGATGACGTCTGATCCGCATGGCCCTTACGACCTGGGCGACACACGTGCTACAATGCCTGCCACAAAGCG 
CTGCGACCCGGTAACGGGAAGCCAATCGCACAAAAGCAGGCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCA 
GCCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGTGGGTTTTGCCTGAAGTCGCCGGGAGCCACAGGCAGGCGCCTAGG 
GTAAGGCTCATGACTGGGGCTAAGTCGTAACAAGGTAGCTGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTG 
CACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTGGGATGCATGTCCTGGGGTGGAAAGGTTTACTGGTGCAGGATGGGCCCGCGGCCTA 
TCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAG 
CGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGT 
TCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACCCATCGCTCAACGATGGGCCGGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTCCTTCCACGGGATCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACAT 
ATACTGGAAAGCTGCAGAGATGTAGCCCCCCTTGTGGCCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCGTAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCC 
CCTTATGTCCAGGGCTTCACACATGCTACAATGGCCAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGGGGT 
CTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAA 
AGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNTTGATCGTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTTAACTAAATGAATGCGGTGCTTGCACCAAGTGATTTTA 
GAGCGGTGAGCGGCGGATGGGTGAGTAACACGTGGGTAACCTGCCTCTAAGCAGGGGATAACATTTGGAAACAGATGCTAATACCGTATAAATCCTAAAACCACA 
TGGTTTTAGGCTGAAAGGCGGCTTCGGCTGTCACTTAGAGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAATGATACGTAGCCG 
AACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAA 
CGCCGCGTGAGTGAAGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTGAAGAAGAACACGTTTGAGAGTAACTGTTCAGACGTTGACGGTATTCAACCAGAAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGA 
AAGCCCTCGGCTTAACCGAGGAAGTGCATCGGAAACTGGGAAACTTGAATGCTGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGA 
AGAACACCAGTGGCGAAGGCGGCTGTCTGGTCAGTTATTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAAC 
GATGAATACTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTTCTGCTATTTCTAGAGATAGAAAGTTC 
CCTTCGGGGACGGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGACTAGTTGCCAG 
CATTAAGTTGGGCACTCTAGTAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTAC 
AATGGTTGGTACAACGAGTTGCGAACTCGCGAGGGTAAGCTAATCTCTTAAAGCCAATCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAGTCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGCCGGTGGGGCAA 
CCCTTCGGGGAGCTAGCCGTCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTTTAGAACTTAGCGGCGAATGGGT 
GAGTAACACGTACTTAACGTACCCTCTAGATTGGAATAACACTGAGAAATTGGTGCTAATGCCGAATACTTATTTTTTACACATGTAATTAATATAAAAGGAGCG 
TTTGCTTCACTAGAGGATCGGGGTGCGCAACATTAGCTAGTTGGTAAGGTAAAGGCTTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACAC 
TGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCAGGAAGACGGCCTT 
CGGGTTGTAAACTGCTGTTACAAGGGAAGAAAAAATAGTGTAGGAAATGACACTATATTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCC 
GCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGGTGTTAAAACTTGGGGCTCAACCCCAAATT 
GCATTGGATACTGGCAAACTAGAGTTATTTAGAGGTTAATGGAATTCCTTGTGAAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAACATGGCGAAGGCAAT 
TAACTGGGAATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATGATTAGTTGATGGACAC 
CATCGACGCAGCTAACGCATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCG 
TCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCCTTAGTTAGATGATCTAAGGAGACTGCCTAGGTAACTGGGAGGAAGGTGG 
GGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACAGTACAAAGAGAAGCGATACGGTGACGTTGAGCAAATCTCAAAAAA 
CTGTTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTA 
CACACCGCCCGTCAAACCACGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACCGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAA 
CAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGA 
GTTCTTTTAGAACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACGTACCTTTTAGATTGGGATAACGGTGAGAAATTATCGCTAATACCGGATACATTTAAT 
ATTTGCATAAATATTAAATGAAAGAAGCGTTTGCTTCACTAAAAGATCGGGGTGCGGAACATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGATGATGTTT 
AGCGGGGTTGAGAGACTGATCCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGGCGAAAGCCTGATGG 
AGCGACACAGCGTGCAGGATGACGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAATGCTATAGGAAATGATAGCATCTTGACGGTACCTTGTCAGA 
AAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTGTGTTAAGTCTGG 
CGTCAAAATTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCATACTAGAATTGTATAGAGGTTAGCGGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATT 
AGGAAGAACACCAACTTGGCGAAGGCAGCTAACTGGGTATATATTGACRCTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCT 
GTAAACGATGATGATTAGCTGATAGGAACTATCGGCACAGCTAACGCATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGG 
GGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTRGAGGTTA 
ACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTATCCTTAGTTAATTTTCTAGGGAG 
ACTGCCCGAGTAATTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGATGGTACAAAGAGACGCAAA 
ACGGCGACGTGAAGCAAATCTCAAAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGC 
TACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACTGCCTAAGGC 
AGGGCCGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTTGCTG 


TGTGCCTAATACATGCATGTCGAACGAGGTCTTTATGGCCTAGTGGCGAATGGGTGAGTAACACGTACCTAACCTACCTTTTAGATTGGGATAACTATTGGAAAC 
AATAGCTAATACCGAATACGTATTAGAATCGCATGATTTTTTTATAAAAGGAGCGTTTGCTCCGCTTAAAGATGGGGGTGCGTCATATTAGCTAGTTGGTAGGGT 
AAAGGCCTACCAAGGCGATGATATGTAGCCGGACTGAGAAGTTGATCGGCCACACTGGGACTGAGATACGGCCCAGAATCCTACGGGAGGCAGCAGTAGGGAATT 
TTCCGCAATGAGCGAAAGCTTGACGGAGCGACACAGCGTGCAGGATGAAGGTCTTCGGATTGTAAACTGCTGTTGTAAGGGAAGAAAAAATTTAGTAGGAAATGA 
CTAGATCTTGACGGTACCTTATTAGAAAGTGACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCACAAGCATTATCCGGAATTATTGGGCGTAAAGC 
GTTCGTAGGCGGTTTATCAAGTCTAGAGTTAAAGCCTGGGGCTTAACCCCAGCCCGCTCTGGATACTGGTTGACTAGAGTTACATAGAGGTAAACGGAATTCTTA 
GTGAAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCAGTTTACTGGATGTATACTGACGCTCAGGGACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTCGCTAGGGAACTTAGTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCA 
AGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCA 
AAGCTATAGAGATATAGTGGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTTGGTTAAGTCCAGCAACGAGCGCAACCC 
TTGTCTTTAGTTACTAACATTAAGTTGAGGACTCTAGAGAAACTGCCTGGGTAACCAGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGG 
GCAACACACGTGCTACAATGGTCGGTACAAAGAGACGCAATATGGTGACATGGAGCAAATCTCAAAAAACCGATCTCAGTTCGGATTGAAGTCTGCAACTCGACT 
TCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATACC 
CAAAGACGGTTTAGTTAACCTCGGAGACGGCTGTCTAAGGTAGGATCGATGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTTGAACGAAGCAGTGCTTGCACTGACTTAGTAGCGAATGGGTGAG 
TAACACGTACCTAACCTACCTTTAAGATTGGGATAACTATTGGAAACAGTAGCTAATACCAAATATGGGGTTCTTTCGCATGAAAGAGCCTTAAAAGAAGCCCTT 
AAAGCTTCACTTAGAAATGGGGGTGCGGAACATTAGTTAGTTGGTAGGGTAAAGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTGTACGGCCACAC 
TGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCAGGATGAAGGCCTT 
CGGGTTGTAAACTGCTGTTGCAAGGGAAGAAAAAATAAGATAGGAAATGATCTTTAATTGACGGTACCTTGTTAGAAAGCGATGGCTAACTATGTGCCAGCAGCC 
GCGGTAATACATAGGTCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTTCGTAGGTTGTTTGTTAAGTCTGAAGTTAAATACTGGAGCTCAACTCCAGCCC 
GCTTTGGATACTGGCAAACTGGAATTGCAAAGAGGTTAGCGGAATTCCTAGTGAAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATAGGCGAAGGCAGCT 
AACTGGTTGTATATTGACACTGAGGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTTGGTAGAAAAA 
TTTACCGACGCAGCTAACGCAGTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGAGGAGCATGTG 
GTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCCCTTGCAATGCTATAGAGATATAGCGGAGGTTAACAAGGTGACAGATGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTAGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCTTTAGTTACTAATATTAAGTTAAGGACTCTAGAGAGACTGCCTGGGTA 
ACCAGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTTGGTACAAAGAGAAGCAATATGGTGACATGG 
AGCAAACCTCAAAAAACCAATCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGATTCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATAC 
GTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCGAAGCCGGTTAGTTAACTTCGGAGACGACTGTCTAAGGCAGGATCGATGACT 
GGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACA 
TGCATGTCGAGCGGAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACGTGCCTTCTAGATTGGAATAACGCTGAGAAATTAGCGCTAATGC 
CGGATACTTATATGGTTCGCATGAACTATATATAAAAGRAGCTTTMAAGCTTCACTAGAAGATCGGGGTGCGTAACATTAGCTAGTTGGTAAGGTAATGGCTTAC 
CAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATG 
GGCGAAAGCCTGATGGAGCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAATCGTGGAGGAAATGCCATGATCTTG 
ACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGT 
TGTGTGTTAAGTCTGACGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCATACTAGAATTGTGTAGAGGTTAGCGGAATTCCTAGTGAAGCGGT 
GAAATGCGTAGATATTAGGAAGAACACCAACATGGCGAAGGCAGCTAACTGGGCACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGATGATTAGCTGATGGGAACCATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAGTAGTATGCACGCAAGTGTGAAAC 
TTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGA 
GATATAGTSGAGGTTAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCCTTAG 
TTAGATGATCTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACG 
GTACAAAGAGAAGCAAGACGGCGACGTGGAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAA 
TCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGG 
AAACAACCGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACGTGCCCACTAGATT 
GGAATAACGCTGAGAAATTAGCGCTAATGCCGGATACTTATTAATTTCGCATGAAGTTAATATAAAAGGAGCAATTGCTTCACTAGTGGATCGGGGTGCGTAACA 
TTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGG 
AGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATGGAGCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAA 
AAACAAAGGAGTGGAAAGCCTTTGTCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCG 
GAATTATTGGGCGTAAAGCGTCTGTAGGTTGTGTGTTAAGTCTGACGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCACGCTAGAATTGTGTA 
GAGGTTAGCGGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACATCAACATGGCGAAGGCAGCTAACTGGGCACATATTGACACTGAGAGACGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATGATTAGCTGATGGRGACCATCGGCGCAGCTAACGCATTAAATCATCCG 
CCTGAGTAGTATGCACGCAAGTGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCC 
ACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTCGAGGTTAACGGAATGACAGATGGTGYATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGT 
CCTGCAACGAGCGCAACCCTTGTCCTTAGTTAGATGATCTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGA 
GTGGGGCCACACACGTGCTACAATGGACGGTACAAAGAGAAGCAAAACGGCGACGTCAAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACT 
CGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTA 
ATGCCCGAAGTCGGTTTTGTTAACTACGGAAACAACCGCCTAAGGCAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTAGCTGTGTGCTTAATACATGCATGTTGAACGGAATGTTCTAGTTTACTAGAATATTTAGTAGCA 
AATGGGTGAGTAACACGTACCTAACCTACCTTTTGGACCGGGATAACCATTGGAAACAGTGGCTAATACCAGATATAATAGAAATTCGCATGAGTTTTTATCAAA 
AGGAGCCTTTAAAGCTCCACCAAAAAATGGGGGTGCGCAACATTAGTTAGTTGGCAGGGTAAAAGCCTACCAAGACGATGATGTTTAGCGGGGCCAAGAGGTTGT 
ACCGCCACACTGGGATTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCAGGA 
TGAAGTCTTTAGGGATGTAAACTGCTGTTGTAAGGGAAGAAAAAACTAGATAGGAAATGATCTAGTCTTGACGGTACCTTATTAGAAAGCGACGGCAAACTATGT 
GCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGTAGGTTTTTTGTTAAGTTTAAGGTTAAATGCTAAAGCTCA 
ACTTTAGTCCGCTTTAGATACTGGCAAAATAGAATTATGAAGAGGTTAGCGGAATTCCTAGTGGAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATAGGC 
GAAGGCAGCTAACTGGTCATATATTGACACTAAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTT 
GGTGGCAAAAGTCACTAGCACAGCTAACGCGTTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGAACCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCCTCGCAAAGCTATAGAGATATAGTGGAGGCTAACGAGATGACAGATGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTAGGTTAAGTCCTGCAACGAGCGCAACCCTTTTCTTTAGTTGCTAACATTAAGTTGAGAACCCTAGAGATACT 
GCCGGTGCAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGCTACTACAAAGAGCAGCAAAACA 
GTGATGTCAAGCTAATCTCAAAAAAGTAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCTATACTGC 
GGTGAATACGTTCTCGGGTTTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCAAAGTCGGTGAGTTAACCTCGGAGACCATTGCCTAAGGCAGGA 
CCGATGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTG 
CCTAATACATGCATGTCGAGCGGAGTTCTTTTAGGACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACATGCCTCTTAGATTGGGACAACGATGAGAAATTA 


TCGCTAATACCGGATACTTATATAGTTTGCATAAACTATATATAAAAGGAGCTTTACAGCTTCACTAAGAGATTGGGGTGCGGAACATTAGCTAGTTGGTAGGGT 
AAAGGCCTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATT 
TTCCACAATGGACGAAAGTCTGATGGAGCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAACAATAGAGGAAATGC 
TATTGTCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGC 
GTCTGTAGGTTGTATGTTAAGTCTGGCGTGAAAACTTGGGGCTCAACCCCAAATTGCGTTGGATACTGGCATACTAGAATTGTGTAGAGGTTAGCGGAATTCCTA 
GTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACATCAACATGGCGAAGGCAGCTAACTGGGCACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATGATTAGCTGATAGTAGAACTATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAGTAGTATGCTCG 
CAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTG 
CAAAGCTATAGAGATATAGTGGAGGCTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAAC 
CCTTGTCCTTAGTTAAATTTTTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGC 
TACAATGGACGGTACAAAGAGAAGCAAAATGGTGACATCAAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGA 
ATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTT 
GTTAACTACGGAGACAACTGCCTAAGGCAGGACCGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTTGAACGAAGTAATGAAGCAATTCATTGCTTAGTAGCGAATGGGTGAGTAACACGTAC 
CTAACCTACCTTTAAGATTGGGATAACTACTGGAAACAGTTGCTAATACCGAATAATAAATTTTTTCGCATGAAAAAATTTTAAAAGAAGCTTGAATTATAGGCT 
TCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGGTAGGGTAATGGCCTACCAAGACAATGATGTTTAGCCGGGCCGAGAGGCTGTCCGGCCACACTGGGAC 
TGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCGCAATGAGCGAAAGCTTGACGGAGCGACACAGCGTGCAGGATGAAGGCCTTCGGGTT 
GTAAACTGCTGTGGTAAGGAAAGAAAAAATAGAGTAGGAAATGACTCTTAATTGACGGTACCTTATTAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTTTGTAGGTGGTTTGTTAAGTCTGAAGTTAAATCCAAAAGCTCAACTTTTGCCCGCTTTA 
GATACTAACAAACTGGAATTGCAAAGAGGTTAGCGGAATTCCTAGTGAAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATAGGCGAAGGCAGCTAACTGG 
TTGTATATTGACACTAAAGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTTGGTAGAAAAATTTACC 
GATGCAGCTAACGCATTAAATGATCCGCCTGAATAGTATACTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGAGGAGCATGTGGTTTAA 
TTTGAAGATACGCGTAGAACCTTACCCACTCTTCACATCCCTTGCAATATTATAGAGATATAATGGAGGT TAACAAGGTGACAGATGGTGCATGGTTGTCGTCAG 
CTCGTGTCGTGAGATGTTAGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCTTTAGTTACTAACATTAAGTTGAGAACTCTAGAGAGACTGCCAACGAAGTTGGA 
GGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTTGGTACAAAGAGAAGCGAAATAGTGATATCAAGCAAAT 
CTCAAAAAACCAATCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGATTCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTCTCG 
GGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCGAAGATGGTTCAGCTAACCTACGGAGGCAACTATCTAAGGTAGGACTGATGACTGGGGT 
GAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCAT 
GTCGAGCGGAGTTCTTTTAGAACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACGTGCCCTCTAGATTGGAATAACGCTGAGAAATTAGCGCTAATGCCGGA 
TACTTATTATTAACACATGTTGATAATATAAAAGGAGCGTTTGCTTCACTAGAGGATCGGGGTGCGGAACATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGC 
GATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGAGCGAA 
AGCTTGATGGAGCGACACAGCGTGCAGGATGACGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAGCAGTAGAGGAAATGCTATTGCCTTGACGGTA 
CCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTG 
TTAAGTCTGGCGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCAAACTAGAGTTATTTAGAGGTTAATGGAATTCCTTGTGAAGCGGTGGAATG 
CGTAGATATAAGGAAGAACACCAACATGGCGAAGGCAATTAACTGGGAATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGATGATTAGCTGATGGACACCATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAG 
GAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATA 
GTGGAGGTTAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCCTTAGTTAGAT 
GATCTAAGGAGACTGCCCAGGTAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACGGTACAA 
AGAGAAGCAATACGGCGACGTGGAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGTAG 
ATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAAACAA 
CCGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTTATTTATAAACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACGTACCCTTTAGATTGGAA 
TAACGCTGAGAAATTAGCGCTAATGCCGGATATTTATTACCAACGCATGTTGRTAATATCAAAGAAGCGTTTGCTTCACTAAAGGATCGGGGTGCGGAACATTAG 
CTAGTTGGTAAGGTAAAAGCTTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGC 
AGCAGTAGGGAATTTTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCAGGAGGACGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAGT 
AGTGTAGGAAATGACATTACCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATT 
ATTGGGCGTAAAGCGTCTGTAGGTTGTTTATTAAGTCTGGCGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGATAAACTAGAGTTATTTAGAGGT 
TAATGGAATTCCTTGTGAAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAACATGGCGAAGGCAATTAACTGGGAATACACTGACACTGAGAGACGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATGATTAGCTGATGGACACCATCGGCGCAGCTAACGCATTAAATCATCCGCCTGA 
GTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCT 
TGACATCTTCTGCAAAGCTATAGAGATATAGTGGAGGT TAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGC 
AACGAGCGCAACCCTTGTCCTTAGTTAAATGTTCTAAGGAGACTGCCTAGGTAACTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGG 
GCAACACACGTGCTACAATGGATAGTACAAAGAGAAGCAAGATGGCAACATGGAGCAAATCTCAAAAAACTATTCTCAGTTCGGATTGAAGTCTGCAACTCGACT 
TCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGGGAGCTGGTAATGCC 
CGAAGTCGGTTTTGTTAACTACGGAAACAACCGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAACA 
CGTACTTAACATGCCCTTTAGATTGGAATAACGCTGAGAAATTAGCGCTAATGCCGGATACTTATTAGTTTCGCATGAAATTAATATAAAAGAAGCGTTTGCTTC 
ACTAGAGGATTGGGGTGCGTAACATTAGCTAGTTGGTAGGGTAATGGCTTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACTG 
AGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATGGAGCGACACAGCGTGCAGGATGAAGGCCTTCGGGTTGT 
AAACTGCTGTTATAAGGGAAGAAAAAGCAGAAGAGGAAATGCTTTTGCCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAAT 
ACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTGTGTTAAGTCTGACGTAAAAACTTGGAGCTCAACTCCAAATAGCGTTGGA 
TACTGGCACGCTAGAATTGTGTAGAGGTTAGCGGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACATCAACATGGCGAAGGCAGCTAACTGGG 
CACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATGATTAGCTGATGGRAACCATCGGCG 
CAGCTAACGCATTAAATCATCCGCCTGAGTAGTATGCACGCAAGTGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTG 
AAGATACGCGTAGAACCTTACGCACTCTTGACATCTTCCGCRAYGCTATAGAGATATAGTTGAGGTTAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTATCCTTAGTTAGATGATCTAGGGAGACTGCCGGAGTAATCCGGAGGAAGGTGGGGACGACG 
TCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACGGTACAAAGAGAAGCAAGACAGCGATGTGGAGCAAATCTCAAAAAACCGTTCTC 
AGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGC 
CCGTCAAACCATGGGAGCTGGTAATACCCAAAGTCGGTTTTGTTAACTACGGAAACAACTGCCTAAGGTAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTAT 
CCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTCG 
GAACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACATACCCTTTAGATTGGAATAACGATTAGAAATGATCGCTAATGCCGGATACTTATATTTATCGCATG 
AAAAATATATAAAAGGAGCGTTTGCTTCGCTAGAGGATTGGGGTGCGTAACATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCTATGATGTTTAGCGGGGTT 


GAGAGACTGATCCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATGGAGCGACACA 
GCGTGCAGGATGACGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAATAAAGTAGGAAATGACTTTATCTTGACGGTACCTTRTCAGAAAGCAACGG 
CTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGACGTGAAAAC 
TTGGGGCTCAACCCCAAATTGCGTTGGATACTGGCGAACTAGAGTTATGAAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAAC 
ACCAATTTGGCGAAGGCAGCTAACTGGGCATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGAT 
GATGATTAGCTGATGGGGAACTCATCGGCACAGCTAACGCATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTTGATTCTACGCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTGGAGGTCAACGGAAT 
GACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCCTTAGTTAAATGTTCTAAGGAGACTGCC 
CGAGTAATTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACGGTACAAAGAGACGCAATACGGCG 
ACGTGGAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGT 
GAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACTGCCTAAGGCAGGACT 
GGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGC 
GGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAA 
GCCTGGGAAACTGGGTCTAATACCGGATAGGACCATGAGATTCATGTCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGAGCCCGCGGCCTATCAGCTTGTTGGT 
GGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGGTCCGGGTTTTCT 
CGGATTGACGGTAGATGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCT 
CGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGT 
GTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACAT 
GCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCC 
CCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGG 
TCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGA 
AAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGT CGTAACAAGGTANNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTC 
TCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGAACGCTAATACCGCATACGTCCTACGGGAGAAAG 
CAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGA 
TGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTG 
TGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTC 
TGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGC 
TCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGT 
GGCGAAGGCGACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTA 
GCCGTTGGAAGCCTTGAGCTTTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCATGAACTTTCCAGAGATGGATTGGTGCCTTCGGAACATT 
GAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGG 
CACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTAC 
AGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGC 
GAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGA 
CGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNCTAAGAACGAACGCTGCGAAGGCCTAACACATGCAAGTCGAGCGCCCAGCAATGGGAACGGCAGACGGGTAAGTAAC 
ACGTGGGGATCTACCCAATGGTACGGAATAACCCAGGGAAACTTGGACTAATACCGTATGTGCCCTTCGGGGGAAAGATTTATCGCCATTGGATGAACCCGCGTC 
GGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGATGAAGGCCTTAGGGTTGTAAAGCACTTTCGCCGGTGAAG 
ATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCAC 
GTAGGCGGGTTGTTAAGTCAGAGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGGCGACCTTGAGTTCGAGAGAGGTTGGTGGAACTGCGAGTG 
TAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCCAACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTAGGCAGCTTGCTGCTTAGTGGCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGT 
CGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGGCA 
GGCGATTTCCAGAGATGGATCTCTTCCAGCAATGGACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGCCTCTAGTTGCCAGCATTCAGTTGGGCACTCTAGAGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 
TTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCAAAGGGGCGACCCCTAGCAAATCTCCAAAAGCCGATCTCAGTTCGGATTGGAGTCT 
GCAACTCGAGTGCATAAGGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
TGGCTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATG 
CAAGTCGAGCGCCCAGCAATGGGAGCGGCAGACGGGTGAGTAACACGTGGGGATCTACCCAATGGTACGGAATAACCCAGGGAAACTTGGATTAATACCGTATGT 
GCCCTTCGGGGGAAAGATTTATCGCCATTGGATGAACCCGCGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAG 
GATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATCGGCGCAAGCCTGATCCAGCCATGCCGCGTG 
AGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGCCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATAC 
GAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATCGTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCCTTGAT 
ACTGGCGATCTCGAGTTCGAGAGAGGTTGGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCCAACTGGCTCG 
ATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCTGTGGGGGGGTTTACCTCTC 
AGTGGCGCAGCTAACGTCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGGCAGGACGACTTCCGGAGACGGATTTCTTCCAGCAATGGACCTCGACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCATCATTCAGTTGGGCACTCTAGAGGGACTGCCGGT 
GATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTTCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCGAACCCGCGA 
GGGTAAGCAAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTC 
AGCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAGGGGGAAAGGGT 
AGCTTCGGCTACCCGAGTACACCGGCAGACGGGTGAGTAACGCGTGGGTAACCTACCTTGGGGTCTGGGATAACCACCCGAAAGGGTGGCTAATACCGGATACGT 
TCCTGAGGCGCGAGCCGAGGGAAGAAAGGGTGCCACTGCATAGCAAGCACCTGCCCTAAGAGGGGCCCGCGTCCCATCAGCTAGTTGGTGAGGTAACGGCTCACC 
AAGGCAACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGCACTGAGACACGGGCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGG 
CCGAAAGGCTGACCCAGCGACGCCGCGTGGGGGAAGAAGGCCTTCGGGTCGTAAACCCCTGTCAAGGAGGAAGAAGCCCTTACTGGTTAAGAGCTGGTAGGGGTT 


GACGGTACTCCTGGAGGAAGCCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTGGCGAGCGTTGCCCGGAATCACTGGGCGTAAAGGGGGCGTAGG 
CGGCCGGACGAGTCGGACGTGAAAGCCCGGGGCTCAACCCCGGAATTGCGTTCGATACTGTCTGGCTTGAGGTCCGGAGAGGCCGGCGGAATTCCCGGTGTAGGG 
GTGAAATCCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCGGCTGGACGGCACCTGACGCTGAGGCCCGAAAGCGTGGGGAGCAAACCGGATTAGATAC 
CCGGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGTGGGGGGTTAAACCTTCCGTGCCGAAGCTAACGCAATAAGCACCCCGCCTGGGGAGTACGGCCGCAAG 
GCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCAAAGCGAAGAACCTTACCTGGGTTTGACATGCTAGGGGAC 
CCCTCAGAGATGAGGGGGTGCCCGGGCTTTGTCCGGGAGCCCTAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGCCCTTAGTTGCCAGCGGGTAGAGCCGGGCACTCTAGGGGGACTGCCGGGGACAACCCGGAGGAAGGGGGGGATGACGTCAAGTCATCATG 
GCCCTTATGCCCAGGGCTACACACGTGCTACAATGGGCGGTACAGAGGGAAGCGAACCCGTAAGGGGGAGCAAATCCCAGAAAGCCGCTCTCAGTACGGATCGGG 
GTCTGCAACTCGACCCCGTGAAGCCGGAATCGCTAGTAACGGCGGATCAGCATGCCGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGG 
GAGCTGGCTCTGCCCGAAGTCGCTATCCCAACCCCCGGAAGGGGGAGGGAGGCGCCGACGGCAGGGCTGGTGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGGGTTATGTTAGAAGCTTGCTTCTAACATAACCTAGCG 
GCGGACGGGTGAGTAACACGTAGGCAACCTGCCCATGAGACTGGGATAACTACCGGAAACGGTAGCTAATACCGGATACATCCTTTCCCTGCATGGGGAGAGGAG 
GAAAGACGGAGCAATCTGTCACTGATGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTCAAGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGT 
GATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGT 
GATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCTTGTAGAGTAACTGCTACAAGAGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTCTTTAAGTCTGGTGTTTAATCCCGAGGCT 
CAACTTCGGGTCGCACTGGAAACTGGGGAGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGG 
CGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGG 
TGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGC 
ACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCCTGACCGGTCTAGAGATAGACCTTTCCTTCGGGACAGG 
GGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGCTTAGTTGCCAGCAGGTCAAGCTGG 
GCACTCTAAGCAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTA 
CAACGGGAAGCGAAAGAGCGATCTGGAGCGAATCCTAGAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATC 
GCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGG 
AGCCAGCCGCCGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGGGTCATGTAGAAGCTTGCTTCTACATGACCTAGCGGCGGACGGGTGAGT 
AACACGTAGGCAACCTGCCCACAAGACAGGGATAACTACCGGAAACGGTAGCTAATACCCGATACATCCTTTTCCTGCATGGGAGAAGGAGGAAAGACGGAGCAA 
TCTGTCACTTGTGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCG 
GATCGTAAAGCTCTGTTGCCAGGGAAGAACGCTTGGGAGAGTAACTGCTCTCAAGGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTCTTTAAGTCTGGTGTTTAATCCCGAGGCTCAACTTCGGGTCGC 
ACTGGAAACTGGAGAGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTC 
TGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCG 
ATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGT 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGATCGGTCTAGAGATAGATCTTTCCTTCGGGACAGAGGAGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGCTTAGTTGCCAGCAGGTAAAGCTGGGCACTCTAAGCAGA 
CTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAA 
ATCGCGAGGTGGAGCCAATCCTAGAAAAGCCGGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGC 
CGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCCGCAAGGGAGCCAGCCGCCGAA 
GGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
ACGATAGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCT 
GGACTCTGGGATAACCCCGAGAAATCGGAGCTAATACCGGATAGGACCTTCTCCCGCATGGGGGTTGGTGGAAAGTTTTTCGGTTTGGGATGGACTCGCGGCCTA 
TCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTTAGTAGGGAAGAAG 
GGCTTCGGCTTGACGGTACCTGCAGAAAAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAA 
GAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAATCCTCAGGCTCAACCTGAGGTCTGCGGTGGGTACGGGCAGACTTGAGTGGTGTAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCACTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTT 
GACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCGTCGCATGTTGCCAGCACGTTATGGTGGGGACTCATGTGAGACTTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGA 
TTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAG 
TCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGGACTTCGGTCTG 
CTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCGAGTAATGGGGGATAACGCATCGAAAGGTGTGCTAATACCGCATACGCCCTGAGGGGGAAAGC 
GGGGGATCGAAAGACCTCGCGTTATTCGAGCGGCCGATGCCGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAGCAGGTCTGAGAGGAT 
GATCTGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTCT 
GAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTCAGGGAGGAAATCCCTAAGGCTAATACCCTTGGGGGATGACAGTACCTGAAGAATAAGCACCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGAAAAGTCAGCTGTGAAAGCCCCGGGCT 
CAACCTGGGAACTGCGGTTGAAACTCTCAAGCTAGAGTGCGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCAATG 
GCGAAGGCAGCCCCCTGGGATGACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAG 
CCGTTGGAGATTTCGGTTTCTGGTGGCGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTGGTCTTGACATGTACCGAACCTCGAAGAGATTTGAGGGTGCCCGAAAGGGAGCG 
GTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCAGCATTAAGTTGGG 
CACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTAC 
AGAGGGTCGCTAAGCCGCGAGGTAGTGCCAATCTCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGC 
GGATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGAATCCGCCAGAAGTGGGTAGGGTAACCGTAAGGAGCC 
CGCTTACCACGGTAGGTTTCATGACTGGGGTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCGAACGTTGGCGGCGTGCCT 
AACACATGCAAGTCGTGGGGCAGCAGGCCTCTTCGGAGGTGCTGGCGACCGGCGAACGGGTGAGTAACGCGTAGCTAACCTACCCCGAGGATGGGGATAACCCCC 
CGAAAGGGGGGCTAATACCCAATAATGAGTCCTTTTTAAAGAGAGGACTCCAAAGGCCTTCGGGCGCCTCGGGATGGGGCTGCGTCCCATCAGCTAGTTGGTGAG 
GTAATGGCTCACCAAGGCTACGACGGGTAGCCGGCCTGAGAGGGTGGCCGGCCACAGTGGGACTGAGACACGGCCCGCACCCCTACGGGGGGCAGCAGTGGGGAA 
TATTGGGCAATGGCCGAAAGGCTGACCCAGCGACGCCGCGTGGTGGATGAAGCCCTTCGGGGTGTAAACACCTGTCAGGGGGGAAGATAATGACGGTACCCCCAG 


AGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAACGTTGCGCGAAATTACTGGGCGTAAAGGGTCCGTAGGCGGTCTGGTAAGTG 
GAAGGTGAAAGCCCACGGCTCAACCGTGGAATTGCCTTCCAAACTGCCGGACTTGAGGCAGGGAGAGGTCGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGA 
TATCGGGAGGAACACCAGTGGCGAAGGCGGCCGACTGGAACTGTCCTGACGCTGAGGGAC GAAAGCCAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTGG 
CCGTAAACGATGGGTGCTAGATGTGGGCGGGGATTTCCCGTCCGTGTCGCAAGCTAACGCGTTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCA 
AAGGAATTGACGGGGACCCGCACAACCGGTGGAGCGTCTGGTTTAATCCGATGCTAACCGAAAAACCTCACCAGGGCTTGACATGCGGTGTGTCGTACCCGAAAG 
GGTACTAGGTGTCCCTTCGGGGACACCGCGCCGCACAGGTGGTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGCCCTGTGTTACCAGCGGGTAATGCCGGGTACTCACAGGGGACTGCCGGCGATAAGTCGGAGGAAGGAGGGGATGACGTCAGGTCAGTATGCCCTTTATGCCC 
TGGGCTACACAGGCGCTACAGTGGCAGGGACAATGGGACGCGAAGCCGCAAGGTGGAGCAAATCCCAAAAACCCTGTCGTGGTGCGGATTGGGGGTTGCAACTCA 
CCCCCATGAAGGCGGAATCGGTAGTAATGGCGAATCAGCAATGTCGCCGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACGCCACGGGAGTCGGGTCC 
ATCGGAAGTCCCCGGGCTAACCGGCCTTCGGGCCGGAGGCAGGGGCCGATGATGGGCCCGGCAACTGGGGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGGGTACTCGA 
GTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGAACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTACGTTGCATGACGTTTG 
GTGGAAAGCTTTTGCGGTTCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCACCAGGGACGAAGCGTGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATTCTGCAACTCAATTGTAGGCGTGCAGGCGATACG 
GGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAA 
CTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCATTTCACGAGTTCC 
GTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGCATGTAGAGATACATGTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGAGGTG 
GAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCG 
GCGATTGGGACGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAA 
CACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAA 
CGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGC 
TCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTTGCCTAATACGTAACTGT 
TTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGT 
AGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTA 
GCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAAGCCTTGAGCTTTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCC 
GCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAAT 
GAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGC 
GCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCT 
TACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAACCGCGAGGTGGAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTG 
CAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAAAGGGGACTTCGG 
TTCCTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATAATCTACCCATGGATTCGGGATAACAGTGGGAAACCGCTGCTAATACCGGATGAGCTCACGCATT 
TTGGAGATGCGTGAGGAAAGGCGGCCTCTGATTCAAGCTGCCGTCGATGGATGAGTCCGCGTCCCATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCGACGA 
TGGGTAGCCGGCCTGAGAGGGTGGCCGGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCT 
GACGCAGCAACGCCGCGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCTCTGTCAGGAGGGAAGAACTGCATGGATTCGAACAGGGTCCGTGTTTGACGGTACCTC 
CAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCCTTTTAA 
GTCAGGTGTGAAAGCCCACGGCTTAACCGTGGAACTGCACTTGAAACTGGGAGGCTTGAGTACGGGAGAGGGCGGCGGAATTCCCGGTGTAGGAGTGAAATCCGT 
AGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCGCCTGGACCGTAACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCTGTAAACGATGGATGCTAGGTGTCGGGGAGCAATCTTCGGTGCCGTAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACATCCTTCGAATCCCTCAGAGATGA 
GGGAGTGCCCTTCGGGGAACGGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTT 
AGTTGCCATCAGGTAAAGCTGGGCACTCTAGAGAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTAC 
ACACGTACTACAATGGTGAATACAAAGGGCTGCGAGACCGCGAGGTGGAGCCAATCCCAAAAAGTTCACCACAGTTCGGATTGCAGTCTGCAACTCGACTGCATG 
AAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGTTCTACCCGAAGC 
CGGCGGACTAACCCGTAAGGGAGGTAGTCGTCTACGGTAGGGCTGATAATTGGGGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGTGCCTTTTCGGAAATTTTCGGATGGAAGAGAAGGATACTTAGCGGCGGACGGGTGAG 
TAACGCGTGGGCAACCAACCTTGATCAGGGGGACAACATTGGGAAACCAGTGCTAATACCGCATAGCTCTATTGAAAGGCATCTTTTAATAGAGAAAGATTTATC 
GGATCAAGACGGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAACAGCTCACCAAGGCAATGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGAACTG 
AGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGT 
AAAGCTCTGTCCTATGGGAAGAAGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCG 
GAATCACTGGGCGTAAAGGGTGCGTAGGCGGCTAAATAAGTCAGGGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGTTTAGCTTGAGTACAGGA 
GAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGACTGTAACTGACGCTGAGGCACGAA 
AGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTCAAACCTCAGTGCCGGAGCTAACGCAATAAGC 
ACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCTGAGCTTGACATCCCTCTGACCGACCGGTAAGACGGTCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTATTAGTTGCCAGCAAGTGAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGTTCAGGGCTACACACGTGCTACAATGGCCGATACAGAGGGCAGCGAAAGAGCAATCTGGAGCGAACCCCACAAAGTCGG 
TCCCAGTTCGGATTGAGGGCTGCAACTCGCCCCCATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACAC 
CGCCCGTCACACCACGGAAGTCGGAAGCACCCGAAGCCCGTTACCGAACCTACGGGACGGAACGGTCGAAGGTGAAGCCGATAACTGGGGTGAANNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGTTTACTACTTT 
GCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATGACCTCGCAAGAGCAAAG 
TGGGGGACCTTCGGGCCTCACGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGA 
TGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTG 
TGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGCCAATAGCTTAATACGCTGTTGGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTC 


CGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGC 
TTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT 
GGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTT 
GGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACTTAGCAGAGATGCTTCGGTGCCTTCGGGAACT 
GTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTG 
GGAACTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAGAT 
ACAAAGTGAAGCGAACTCGCGAGAGCAAGCGGACCACATAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATC 
GTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAG 
GGAGCTTACCACTTTGTGATTCATGACTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAAC 
ACATGCAAGTCGAGCGGCAGCGGGAAGTAGTTTACTACTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACT 
GGAAACGGTAGCTAATACCGCATGACCTCGCAAGAGCAAAGTGGGGGACCTTAGGGCCTCACGCCATCGGATGAACCCAGATGGGATTAGCTAGTAGGTGGGGTA 
ATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGGGTTGAGTTTAATACGCT 
CAATCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAG 
GTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTA 
CGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACAT 
CCACAGAATTTGGCAGAGATGCTAAAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCCAGCGGACCACATAAAGTCTGTCGTAGTCCGGATTGGA 
GTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGTTTACTACTTTGCCGGCGAGCGGCGGACGGGTGA 
GTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATGACCTCGCAAGAGCAAAGTGGGGGACCTTCGGGCCTCACGC 
CATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAG 
ACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAA 
AGCACTTTCAGCGAGGAGGAAGGGTTCAGTGTTAATAGCACTGAGCATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAA 
ACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAA 
AGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTG 
GCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACTTAGCAGAGATGCTTCGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAG 
AGCAAGCGGACCACATAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT TGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCA 
TGACTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGG 
GAAGTAGTTTACTACTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGGTGGCTAATACCGCAT 
GACCTCGCAAGAGCAAAGTGGGGGACCTTAGGGCCTCACGCCATCGGATGAACCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCC 
CTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGAT 
GCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAGGGGTTGAGTTTAATACGCTCAATCATTGACGTTACTCGCAGA 
AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCA 
GATGTGAAATCCCCGCGCTTAACGTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAG 
ATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
TGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAATTTGGCAGAGATGCT 
AAAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGT 
TGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACA 
CGTGCTACAATGGCAGATACAAAGTGAAGCGAACTCGCGAGAGCCAGCGGACCACATAAAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAG 
TCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGG 
TAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAAC 
GCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCCCGGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCCTTTACTACGGAATAACGCAGGG 
AAACTTGAGCTAATACCGTATGTGCCCTTCGGGGGAAAGATTTATCGGTAAAGGATCAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCG 
ACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAA 
GCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTT 
CGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCAGGGC 
TCAACTCCGGAACTGCCTTTGATACTGGGTGTCTGGAGTCTGGAAGAGGTGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATGTTCGGAGGAACACCAGT 
GGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTA 
GCCGTCGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGCCCGGCTACTTGCAGAGATGCAAGGTTCCCTTCGGGGACCG 
GGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCA 
CTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACA 
GTGGGCAGCGAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGG 
ATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAG 
CTAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCACGGAGAGTTTGA 
TCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAA 
TCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGAGGTTCGCAGGCATCTGTGAACTTGGAAAGCTCCGGCGGTGAAGGATGAGCC 
CGCGGCCTATCAGCTTGTTGGTGAGGTAATGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAG 
GGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGTCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGAGCTCGTAGGCGGCTTGTCGCGTCGATTGTGAAAGCCCGAGGCTTAACCTCGGGTTTGCAGTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGATCGGA 


ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAG 
GCTTGACATACACCGGAAAGCATTAGAGATAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGAC 
GTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCT 
CAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTAGCGATTGGGACGAAGTCGTAACAA 
GGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCACGGAGAGTTTG 
ATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCTTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCA 
ATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAACACTCTGTCCTGCATGGGACGGGGTTAAAAGCTCCGGCGGTGAAGGATGAGC 
CCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGC 
AGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGG 
CGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGATCG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGGGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAG 
CGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCA 
AGGCTTGACATATACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACG 
ACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATGCCGCGAGGCGGAGCGAATCTCAAAAAGCCGGT 
CTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAAC 
AAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCCT 
AATACATGCAAGTCGTACGAACAGCGGAAAGTGCTTGCACTTTCCAAGTAAGTGGCGAACGGGTGAGTAACACGTGAATAACCTACCGCAAAGTCTGGGATAACC 
ATTGGAAACAGTGACTAATACCGGATAAAACCCAAGTGCACATGCACTAAGGTTAAAAGCTGCGTTTGCAGCGCTTTAAGATGGATTCGCGGTGCATTAGTTAGT 
TGGTGAGGTAAAGGCTCACCAAGACGATGATGCATAGCCGAGTTGAGAGACTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCTGCAG 
TAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGTGTGTGTGATGAAGGCTTTCGGGTCGTAAAGCACTGTTGTATGGGAAGAACGGGTTTAAG 
AGGAAATGCTTAAACAGTGACGGTACCATACCAGAAAGGGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCCCGAGCGTTATCCGGATTTATTGG 
GCGTAAAGCGAGCGCAGACGGTTGCTTAAGTCTGAAGTGAAAGCCCACAGCTCAACTGTGGAATGGCTTTGGAAACTGGGCAACTTGAGTGCAGTAGAGGTAAGT 
GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACTGCAACTGACGTTGAGGCTCGAAAGTGTGGGTA 
GCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGGATACTAGTTGTTAGAGGGTTTCCGCCCTTTAGTGACGAAGCAAACGCATTAAGTATCCCG 
CCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCA 
GGTCTTGACATCCTTTGAAGGTACTAGAGATAGTGCTGTCTTCTTCGGAAGCAAAGTGACAGGTGGTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTATGTTTAGTTGCCAGCATTCAGTTGGGCACTCTAGACAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCA 
GGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCGTATACAACGAGCAGCAAACCTGTGAAGGTAAGCGAATCTCTTAAAGTACGTCTCAGT 
TCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGT 
CACACCATGGGAGTTGGTAATGCCCAAAGCCGGTGGCCTAACCTTCGGGGAGGAGCCGTCTAAGGCAGGACTGATGACTGGGGTGAAGTCGTAACAAGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCCTAATACATGCAAGTCGAACGCGCAGCGAAAGGTGCTTGCACCTTTCAAGCG 
AGTGGCGAACGGGTGAGTAACACGTGAATAACCTACCGAAAAGCAGGGGATAACATTTGGAAACAGATGCTAATACCGTATAAAACGTACTGTCGCATGACAAAA 
CGTTAAAAGGTCCGTTCGGACCACTTTTTGATGGATTCGCGGTGCATTAGTTAGTTGGTGAGGTAAAGGCTCACCAAGACAATGATGCATAGCCGAGTTGAGAGA 
CTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCTGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGT 
GTGATGAAGGCTTTCGGGTCGTAAAGCACTGTTGTATGGGAAGAACAGGTAGGTTAGGAAATGAACCTGCTTTGACGGTACCATACCAGAAAGGGACGGCTAAAT 
ACGTGCCAGCAGCCGCGGTAATACGTATGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGACGGTTCGATAAGTCTGAAGTGAAAGCCCACAG 
CTCAACTGTGGAAGTGCTTTGGAAACTGTCGAACTTGAGTGCAGTAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG 
TGGCGAAGGCGGCTTACTGGACTGCAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAACACT 
AGGTGTTAGGGGGTTTCCGCCCCTTAGTGCCGAAGCTAACGCATTAAGTGTTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGAAGGTACTAGAGATAGTGCTGTTTTCTTCGGAA 
ACAAAGTGACAGGTGGTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGTT 
GGGCACTCTAGACAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAGGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCGTA 
TACAACGAGCAGCAAACTCGCGAGGGTAAGCGAATCTCTTAAAGTACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAAT 
CGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTAATGCCCAAAGCCGGTGGCCTAACCTTCGGGG 
AGGAGCCGTCTAAGGCAGGACAGATGACTGGGGTGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGC 
TTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGA 
AACGCCGTCTAATACCGGATACGACCCTCCGCCTCATGGCGGCGGGTGGAAAGTTTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACG 
GCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATCTTGC 
GCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACTCACGCAGGCCCCGGGTTTTCTCGGGGTTG 
ACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGC 
GGCGTGTCGCGTCTGCTGTGAAAGGCCGGGGCTTAACTCCGGTTTTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGG 
TGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGCTTTCCACGGTTCCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCGGTA 
ATCCTGCAGAGATGTGGGGTCCTTCGGGGATCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGT 
CTTGGGCTGCAAACATGCTACAATGGCCGGTACAGTGGGCGTGCGATGCCGTGAGGCGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAAC 
TCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGC 
AACACCCGAAACCTGTGGCCCAACCCCTTGTGGGAGGGAGTGGGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAAGAATATATAAAGAAA 
TCTTCGGGTGGAAATATATATTTCTTAGCGGCGGACGGGTGAGTAACGCGTGAGGAACCTGCCTTGTACTAGGGGATAGCCTCGGGAAACCGGGATTAATACCCT 
ATGATACTTGAGGATCGCATGATTTTCAAGTCAAAGCGATTAAGCGGTATAAGATGGACTCGCGTCCCATTAGCTAGTTGGTGAGGTAATAGCTCACCAAGGCGA 
CGATGGGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAAC 
TCTGATGCAGCGACGCCGCGTGAGCGATGAAGGTTTTCGGATCGTAAAGCTCTGTCCTAAGGGACGATAATGACGGTACCTTAGGAGGAAGCCCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGTGCGTAGGCGGCCTTGTAAGTCAGATGTGAAATCTCACGGCT 


TAACCGTGGTAAGCATTTGAAACTGTGAGGCTTGAGTACAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCAGTGG 
CGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGG 
TGTCGGGGGTCAAACCTCGGTGCCGCAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTGGCAACACTGAAACTCAAAGGAATTGACGGGGACCCGCACAA 
GCAGCGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCCCGGACGGAACTAGAGATAGTTCATTCCCTTCGGGGACTGGGG 
AGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCAAACAGTCAGGCTGTGCA 
CTCTAAAGAGACTGCCGATGACAAATCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGCTACACACGTGCTACAATGGTCGGTACAA 
CGGGCAGCCACTTAGTGATAAGGAGCTAATCCCACAAAACCGATCCCAGTTCGGATTGTAGGCTGCAACCCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGG 
ATCAGAATGCCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGACAATACCCGAAGTCGGTGAGCTAACCGTAAGGAGGCAG 
CCGCCGAAGGTAGGGTCAATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGWACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAAAGAGTTCTTCGGAACTCG 
AGTAAAGTGGCGCACGGGTGAGTAACGCGTAGATAACCTGTCTTTATGTCTGGGATAACCCACCGAAAGGTGGCCTAATACCGGATGTGCTTATTTTTCATAAGT 
TTTATAAGCAAAGGTGGCCTCTGATTTAAGCTACTGCATATTGAGGGGTCTGCGTACCATTAGCTAGTTGGTGGGGTAAGAGCCTACCAAGGCTTCGATGGTTAG 
CGGGTCTGAGAGGATGATCCGTCACACTGGCACTGAAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGAAACCCTGACGCAG 
CGACGCCGCGTGAGTGAGGAAGGCCTTCGGGTCGTAAAACTCTGTCAAGAGGGAAGAAATGCATAACGGTTAATACCCGTTATGTTTGACGGTACCTCTAAAGGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGCCTGATAAGTCAGAT 
GTGAAAGCCCACGGCTTAACCGTGGAAGTGCATTTGAAACTGTCAGGCTTGAGTATCAGAGGGGAAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATC 
AGGAGGAATACCAGTGGCGAAGGCGACTTTCTGGCTGAATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGTCAACTAGGTGTAGGGGGTGTTGATCCCTTCTGTGCCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCCGGGAATCTCGTGGAAACATGAG 
AGTGCCTTCATTAGAAGGAACCTGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTT 
TAGTTGCCAGCAGTTCGGCTGGGCACTCTAAAGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGACCAGGGCTAC 
ACACGTACTACAATGGCCGGTACAAAGGGCAGCGACACTGCGAAGTGAAGCGAATCCCATAAAACCGGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATG 
AAGTCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCGGTTGTACCAGAAGC 
AGTTGACCTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAT 
GAACCGGCTTCGGTCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAT 
GACACGGGGTCGCATGATCTCCGTGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGG 
GTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGAT 
GCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGGGCTT 
AACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGG 
CGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC GAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGG 
TGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCATCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATTAGAGATAGGGTCCCCCTTGTGGTCGG 
TGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGG 
TGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGG 
CCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAG 
TAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCC 
TTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAGGATTGGTGCTTGCACTAATCCAAAGAGTTGCGAA 
CGGGTGAGTAACGCGTAGGTAACCTACCTCATAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATGACACTAGAGTACACATGTACTTAATTTAAAAG 
GAGCAATTGCTTCACTATGAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAG 
GTTTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACGGTAATGGGAGTGGAAAATCCATTACGTGACGGTAACTAACCAGAAAGGGACGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGTCTCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTATAAGTCTGAAGTAAAAGGCAGTGGCTCAACCA 
TTGTATGCTTTGGAAACTGTAGAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAG 
CGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAG 
GCCCTTTCCGGGGCTTAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACCGTCCTAGAGATAGGATTTTCCTTCGGGACAGAGGAGAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTAAGTTGGGCACTCTA 
GCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGT 
CGCAAGCCGGTGACGGCAAGCTAATCTCTTAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAG 
CACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGC 
CTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGCTGCGGCTGGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCCTTCGGGGGTGGATTAGTG 
GCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACCACTTGAGGCATCTCATGGTGGT 
GGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACG 
GCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGTCGATACGGG 
CAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGT 
GCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAA 
TTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCTCTGGAGACAGATCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGG 
GGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGA 
GGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCCTTGTGGGGAGGGAGCCGTCGAAGGTG 
GGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNGGCGAACGCTAGCGGCGCGCCTAACCCATGCAAGTCGTGCGGGAAAGGGTTTCGACCCAAGTACCGCGGCAGACGGGTGAGTAACACGTGAG 
TAACCTGTCCCCGGGTCTGGGATAACCACCCGAAAGGGTGGCTAATACCGGATAAAGTCACCAGGCGCAAGTCTGGCGATGAAAGGGGGGCCTCTGCATAGCAAG 
CTCCTGCCTGGGGAGGGGCTCGCGGCCCATCAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACGGG 
CACTGAGACACGGGCCCGACTCCTACGGGAGGCAGCAGGGGGGAATCTTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGGGGGAAGAAGGCCTTCGG 
GTCGTAAACCCCTGTTCTGGGGGAAGAACCCTGGTTTAGTGAATAGCTAAGCCAGGCTGACGGTACCCCAGGAGAAAGCCACGGCTAACTGCGTGCCAGCAGCCG 


CGGTAATACGCAGGTGGCGAGCGTTGCCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCCGGACAAGTCGTAGGTCAAAGCCCGGAGCTCAACTCCGGAAAG 
GCCTACGATACTGTCTGGCTTGAGGGCCGGAGAGGCTGGCGGAATTCCCGGTGTAGGGGTGAAATCCGTAGATATCGGGAGGAACACCGGTGGGGAAGCCGGCCA 
GCTGGACGGTTCCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCGTAAACGATGGGCGCTAGGTGTGGGGGGTTA 
AACCCTCCGTGCCGAAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
CGTGGTTTAATTCGATGCAAAGCGAAGAACCTTACCTGGGCTTGACATGCCAGGGTTGTACCCCGGTGGAAACACTGGGGGAGCCTGAGATTTTTCTCAGGCGCT 
CTGGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCCTAGTTGCCAGCGGGTAATGCCG 
GGCACTCTAGGGGGACTGCCGGGGATAACCCGGAGGAAGGAGGGGATGACGTCAAGTCCTCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGGGGGT 
ACAGAGGGTTGCGAACCCGTAAGGGGGAGCTAATCCCAGAAAGCCCTCCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCCGGAATCGCTAGTAATG 
GCGGATCAGCATGCCGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGAAGCCGGTCCTACCCGAAGTCGCTACCCTAACCTGCTTCAG 
CAGGAGGGGGGCGCCTACGGTAGGGCTGGTGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGG 
CTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATCCTAGCTTGCTAGGAGGCGTCGAGCGGCGGACGGGTGAGTAACGCGTGAGA 
ATCTACCCATGAGTGGGGGACAACCCGGGGAAACTCGGGCTAATACCGCATACGCCCTACGGGGTAAAGCAGGGGACCTTCGGGCCTTGCGCTGATGGATGAGCT 
CGCGTCGGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGAC 
TCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCA 
GGGAGGAAGGCTTACCCCTAATACGGGTGAGTACTTGACGTTACC TGCAGAAGAAGCACCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGAAAGGTGCAAGC 
GTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTGTGTTAAGTCGGATGTGAAAGCCCAGGGCTCAACCTTGGAATTGCATCCGATACTGGCACGCTAG 
AGTGCAGTAGAGGGAGGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCCTCCTGGACTGACACTGACGCTGA 
GGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCTACTAGCCGTCGGGGTCCTTAGTGACTTTGGTGGCGCAGCT 
AACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCA 
ACGCGAAGAACCTTACCAGGTCTTGACATCCTCGGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAGCCGAGTGACAGGTGCTGCATGGCCGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTCATGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAG 
GAAGGTGGGGACGACGTCAGGTCATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGCTGGTACAGAGGGTTGCGAAGTCGCGAGGCGAAGCTAATC 
CCTTAAAGCCAGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGTGGCTAGTCTAACTACGGAGGACGGTCACCACGGTGTGGTTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACG 
CTGGCGGCATGCTTTACACATGCAAGTCGGACGGCAGCGGGGTAGTGCTTGCATTACTGCCGGCGAGTGGCGAACGGGTGAGTATAATATTGGAACGTACCGAGT 
AATGGGGGATAACTATCCGAAAGGATGGCTAATACCGCATACGTCCTGAGGGAGAAAGCGGGGGACAGGCAACTGCCTCGCGTTATTTGAGCGGCCAATATCGGA 
TTAGCTAGTTGGTGGGGTAAAGGCTTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATTTTGGACAATGGGGGGAACCCTGATCCAGCCATGTCGCGTGTATGAAGAAGGCCTTAGGGTTGTAAAGTACTTTTGTTAGGGAAGAAA 
AGGCATTTGCTAATATCAGATGCTGATGACGGTACCTAAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGG 
AATTACTGGGCGTAAAGCGAGCGCAGACGGTTACTTAAGCAAGATGTGAAATCCCCGAGCTCAACTTGGGAACTGCGTTTTGAACTGGGTAGCTAGAGTGTGTCA 
GAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAGCACTGACGTTCATGCTCGAAA 
GCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGGCACTAGATGCCTTAGTAGCGAAGCTAACGCGTGAA 
ATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAA 
CCTTACCTGGTCTTGACATGTACGGAATCTCTCAGAGACGGGAGAGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTGGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAGCCGCGAGGTGGAGCCAATCCCAAAAAACCGA 
TCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACAC 
CGCCCGTCACACCATGGGAGTGGGGGATACCAGAAGTAGGTAGAATAACCGCGAGGAGTTCGCTTACCACGGTATGCTTCATGACTGGGGTGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAACGGAAGCTTGCTTCTGTTCG 
GTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCGTAAGACCGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACACCGAAGACCGCATGGTC 
TTTGGTTGAAAGGTGGCTTTTGCTACCACTTACGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACAATGCGTAGCCGGCCTG 
AGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCG 
CGTGAGCGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAAGAAGTACCGTTCGAATAGGGCGGTACGGTGACGGTACCTAACGAGAAAGCCCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCCTTAAGTCTGATGTGAAAGC 
CCACGGCTCAACCGTGGAGGTTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAA 
CACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
AGTGCTAAGTGTTAGAGGGGTTTTCCCTTTAGTGCTGTAGCTAACGCGTTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGACAACCCTGGAGACAGGGCGTTCCCCCT 
TCGGGGGGACAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCCTAGTTGCCAGC 
ATTCAGTTGGGCACTCTAGGGGGACTGCCGGCTAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACA 
ATGGGCGGTACAAAGGGCTGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCG 
CTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGCTTGCAACACCCGAAGTCGGTGAGGTAAC 
CCGTAAGGGAGCCAGCCGCCGAAGGTGGGGCAAGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGAATGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGAGAAATCTTGGGCTTCGGCCTAGGA 
GAGTAAAGTGGCGCACGGGTGCGTAACGCGTGGATAATCTACCCTTGAATCCGGAATAACATTGCGAAAGCGATGCTAATACCGGATGATATTCAAACGGCCTCG 
GCAGTTTGAATCAAAGACGGCCTCTTCTTGAAAGCCGTTGTTTGAGGATGAGTCCGCGTACCATTAGCTTGTTGGTGGGGTAAAAGCCCACCAAGGCCGCGATGG 
TTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGACACACGGCCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGRAACCCTRAC 
GCAGCAATGCCGCGTGAGTGATGAAGGCCCTTGGGTCGTAAAACTCTGTCAAGCGGGAAGAACGGATCGAAGGTTAATACCCTTTGATTTTGACGGTACCGCTGA 
AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGCTTCGTAGGTC 
AGATGTGAAATCCCGGGGCTCAACCCCGGCAGTGCATTTGAAACCCCGAAGCTTGAGTATGGGAGAGGGAAGTGGAATTCCAGGTGTAGAGGTGAAATTCGTAGA 
TATCTGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CAGTAAACGATGATCACTAGGTGTTGAGGGTATTGACTCCTTCAGTGCCGCAGCTAACGCATTAAGTGATCCGCCTGGGGAGTACGATCGCAAGATTAAAACTCA 
AAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGATTTGACATCCTGGGAATCATTTGGAAACT 
TTTGAGTGCCCTTCGGGGAGCCCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGCAACCCCTATCTT 
CAGTTACCATCATTTGGTTGGGGACTCTGGAGATACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATATCCAGGGCTACA 
CACGTGCTACAATGGCGTGTACAAAGGGTAGCAARCCGGTGACGGTAAGCCAATCCCATAAAGCACGCCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGA 
AGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGATTGTACCAGAAGTC 
GCCCAGCTAAMCTTCNGGGGGGCVAGGCGCCTAAGGTATGGTTGATAATTAGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCGCGTCTTAAGCATGCAAGTCGAGCGGCAAGGGGGAGCAATCCCCCCTAGAGCGGCGGACTGGTGAGTAACGC 
GTGGGTGACCTACCTCAAGGCTGGGGATAGCCATTAGAAATAGTGGGTAATACCGAATGTGGTTATTGGGCTGTGGCCCGATAAAGAAAGGCGCTTCGGCGCCGC 
CTTGGGATGGGCCCGCGTCCCATTAGGTAGTTGGCGGGGTAAGAGCCCACCAAGCCTGTGATGGGTAGCCGGCCTGAGAGGGTGAACGGCCACATTGGGACTGAG 
ATACGGCCCAAACTCCTACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGACGAAGGCCGAAAGGTTGTAA 


AATCCTTTTGCCAGCGAAGAATAAGCGAGGGAGGGAATGCCCGCGCGATGACGNTAGCTGGTGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGNGGNAACAC 
GTAAGGGGCGAGCGTTGNTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGNTATGCAAGTCTGGTGTGAAATACCGAAGCTCAACTTCGGCACTGCATTGGAA 
ACTGTGTGACTAGAGTCATGGAGGGGCAGTTGGAATTCCGAGTGTAGGGGTGAAATCTGTAGATATTCGGAAGAACACCGGTGGCGAAGGCGAACTGCTAGCCAA 
TGACTGACGCTGAGGCGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCGCACTATAAACGATGTGCACTAGGTGTTGGACCGAGCGGTTCAGT 
GCCGGAGCGAACGTGATAAGTGCACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGATGATACGCGAGGAACCTTACCTGGGTTTGACATGGTAGCGAATGGAGCAGAGATGTTTCAGCGCCGCAAGGCGCGCTATCACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTACTAACACGCAACGGTGAGGACTCTGGCGGAACTGCCGGTGA 
CAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGCGGTACAAAGCGAAGCGAATCCGCGAGGA 
ACAAGCGAAACGCCGAAAGCCGCCCGTAGTTCGGATTGAAGTCTGAAACCCGACTTCATGAAGTTGGAATCGCTAGTAATCGCGCATCAGCATGGCGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTTGGAGGTACCCAAAGCCGGTAGCTTAACCGCAAGGGGAGCGCTGTCCAAGGTAAATTTAGT 
GAGGAGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCG 
GAAACGAAGAGGTGCTTGCACCTCTGGCGTCGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACCGTTGGAAACGACGGCTAAT 
ACCGCATAATNTNTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATC 
CCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGA 
TGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCAAGGAGGAAAGGTTGTTAGTTAATACCTGATATCTGTGACGTTACTTGCAG 
AAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCG 
AGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAAGCTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGA 
GATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGTCTACTAGGAGCTCGGCTTTTCGGAGCTGTTTTCCAAAGCAAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATCCAGAGAACTTTCTAGAGATAGA 
TTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGT 
TGCCAGCGATTCGGTCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACAC 
GTGCTACAATGGCGCATACAGAGTGCTGCGAGCCTGCGAGGGTGAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGT 
CGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTGGTT 
AGCCTAACCTTCGGGAGGGCGATCACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGNTAGCCCTAGGGGAANNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGAAGATGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGACTGCTA 
ATACCGCATAATGTCTAGGACCAAAGGGGGTCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGA 
TCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT 
GATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGAC 
AGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAG 
CGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTA 
GAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGTCTACTAGAAGCTCGGAACCTCGGTTCTGTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCA 
AATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGATG 
GTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTA 
GTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACA 
CACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGA 
AGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTA 
GATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGCTGGATCACCTCCTTA 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGCA 
ATCCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTCGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATACGACCTGAGGGT 
GAAAGCGGGGGACCGTAAGGCCTCGCGCGATAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCAGTAGCTGGTCTGA 
GAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGC 
GTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCCCTTGCYCTAATACRGCGGGGGGATGACGGTACCGGAAGAATAAGCACCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCC 
CGAGCTCAACTTGGGAATGGCGCTTGTGACTGCAAGGCTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATA 
CCGATGGCGAAGGCAGCCCCCTGGGACGTCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTC 
AACTAGTTGTTGGGGATTCATTTCTTCAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGAGATGCATCAGGTGCCCGAAA 
GGGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCTACGCAAG 
AGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTGCGT 
ACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTAATC 
GCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTAGTTAGCCTAACCGCAAGGAG 
GGCGATTACCACGGCAGGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGCAATCCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGA 
ACGTGCCCTGTTGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGAAAGGCCTCGCGCAATAGGAGCGGCC 
GATGTCTGATTAGCTAGTTGGTGGGGTAAAAGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCC 
GGAAAGAAATGGCCCTGGCTAATACCCGGGGTCGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGC 
GTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTTGTGACTGCAAGGCTAG 
AGTGCGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGACGTGACTGACGCTCA 
TGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTCATTTCCTCAGTAACGTAGCTAA 
CGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAAC 
GCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGAGATGCATTAGGTGCTCGAAAGAGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCTACGAAAGGGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTGCATACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAA 
AATGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGT 
ACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCATGACTGGGGTGAAGTCGT 
AACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAAATTGAACGCTGG 
CGGTATGCTTAACACATGCAAGTCGAACGGTAACGGTCCTTCGGGAGCCCGACGAGTGGCGGCGGGTTGAGTAACGCGTAGGAATCTGCCTGGTAGTGGGGGACA 
ACGTGGGGAAACTCACGCTAATACCCGCATACGCCCTGAGGGGGAAAGCGGGGGATCTTCGGACCTCGCCTATCAGATGAGCCTGCGTTGGATTAGCTAGTTGGT 
AGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGGACAATGGGCCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAATAGGGAGGAAAAAGCGTTGGCGA 


ATACCCGATGCCTTGACATTACCTATAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGTGCGTAGGCGGCTGTTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTGATACTGGGCAGCTAGAGTTTAGGAGAGGAGAGTGGAA 
TTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTAAAACTGACGCTGAGGTACGAAAGCGTGGGTTGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGTCTTTATTGAGACTTAGTGGTGCAGCTAACGCATTAAGTTGACCGCCTG 
GGGAGTACGGCGCAAGTTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCT 
TGACATCCAGAGAATCTGTTAGAGATAGTGGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGTAACGAGCGCAACCCTTATCCTTAGTTGCCAACAGGTCAAGCTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCAGGTACAGAGGGCAGCGAACTTGCGAGAGTAAGCAAATCCCAGAAAGCCGGTCCTAGTCCGG 
ATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGTTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTANN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTTCTTATTAGRAYCTAGCGGC 
GAATGGGTGAGTAACACGTACTTAATCTGCCCTTTAGATTGGAATACCCAATGGAAACATTGGCTAATGCCGGATACGCATAGAATCGCATGATTCTGTTGTGAA 
AGGAGCTCCAAAGCTCCACTAAAGGATGAGGGTGCGGAACATTAGTTAGTTGGTGAGGTAATGGCCCACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAA 
CGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCACGAT 
GAAGGTCTTCGGATTGTAAAGTGCTGTTATAAGGGAAGAACACTCAGTAGAGGAAATGCTATTGAGCTGACGGTACCTTGTCAGAAAGCGATGGCTAACTATGTG 
CCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTGTTAAGTCTAGAGTCAAATTCCAGGGCTCAA 
CCCTGGCTCGCTTTGGATACTGGCAAACTAGAGTTAGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGA 
AGGCAGCTTACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATCATTAGTCGG 
TGGAGGAATCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTTGAAGATACACGGAAAACCTTACCCACTTTTGACATCCTTCGCGAAGCTATAGAGATATAGTGGAGGCTAACGGAGTGACAGATGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACTAACAAGTAATGTTGAGGACTCTAGAGATACT 
GCCTGGGTAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACAAGTGGGGCCACACACGTGCTACAATGGGCGGTACAAAGAGAAGCAATATG 
GCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGC 
GGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGGCAACTGCCTAAGGTAGGA 
CTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTG 
CCTAATACATGCAAGTCGAGCGAAGTACTTGTACTTAGCGGCGAATGGGTGAGTAACACGTACTCAACGTACCCTTCAGTTTGGAATAGCAGTTGGAAACAGCTG 
ATAATACCAAATACTTATTTTAATCGCATGATTAAAATATAAAAGGTGCCTTAAAGCATCGCTGGAGGAGCGGGGTGCGCAACATTAGCTAGTTGGTGAGGTAAC 
GGCTCACCAAGGCCATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTC 
CACAATGGACGAAAGTCTGATGGAGCGACACAGCGTGCAGGATGACGGCCCCATGGGTTGTAAACTGCTGTGGTAAGGGAATAAAAAWTAGTGTAGGAAATGCCA 
CTATATTGAATGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGT 
CTGTAGGTTGTTTATTAAGTCTGGCGTTAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGTAAACTAGAGTTATGTAGAGGTTAGCGGAATTCCTTGT 
GAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAAGATGGCGAAGGCAGCTAACTGGACATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCCTAAACGATGATCATTAGCTGATGGGGAACTCGTCGGCACAGCTAACGCATTAAATGATCCGCCTGAGTAGTACGTTCGCA 
AGAATAAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCA 
AARCTATAGAGATATAGTGGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCC 
CTATTCTTAGTTACTAACATTTAGTTGAGCACTCTAAGAAGACTGCCCGAGTAATCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGG 
GCAACACACGTGCTACAATGGCCAGTACAAAGTGAAGCRACCTGGTGACAGTGAGCAAACCACAAAAAACTGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACT 
CCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCC 
CGAAGTCGGTTTATTAACAAACTGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTTTCTTTTGAAGCCTAGCGGCGAATGGGTGAGTAACACGTGCTT 
AATCTACCCTTTAGATTGGAATACCYAATGGAAACATTGGCTAATGYCGGATACGCATGGAACCGCATGGTTCCGTTGTGAAAGGAGCTTTAYAGCTCCGCTAAA 
GGATGAGGGTGCGGAACATTAGTTAGTTGGTAGGGTAATGGCTTACCAAGACTATGATGTTTAGCCGKGTCGAGAGACTGAACGGCCACATTGGGACTGAGATAC 
GGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTG 
CTGTTATAGGGAAAGAACACTTGGTTGAGGAAATGCTTCCAAGCTGACGGTACCCTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAG 
GTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCTGGAGTCAAATCCCGGGGCTCAACCCCGGCTCGCTTTGGATACTGG 
TAAACTAGAGTTAGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACT 
GACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATCATTAGTCGGTGGAGGATTCACTGACGCAGCTA 
ACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATA 
CGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAAAGCTATAGAGATATAGTGGAGGTTAACGAAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGGGTAACTGGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAA 
AGCCGATCTCAGTTCGGATTGGAGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATACGTTCTCGGGTCTTG 
TACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTA 
ACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCG 
GTATGCTTAACACATGCAAGTCGAACGGTAACAGGCCTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTCATAGTGGGGGACAACT 
TGGGGAAACTCAAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCGCTATGAGATGAGCCTGCGTTAGATTAGCTAGTTGGTGGG 
GTAAAGGCCTACCAAGGCGACGATCTATAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGGACAATGGGCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAATTGGGAGGAAAACCTGCCGGTCAATAC 
CCGGCAGCTTGACATTACCTTTAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGTGCGTAGGCGGTTATTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGGGTAACTAGAGTTTAGTNGAGGAGAGTGGAATTTC 
AGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACACCAGTGGCGAAGGCGACTCTNTGGACTAAAACTGACGNTGAGGTACGAAAGCGTGGGTAGCAAACAG 
GATTANATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGCCTTTTAACAGGCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGA 
GTACGNCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGA 
CATCCAGAGAATCTGTTAGAGATAGCGGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
TAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTGATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAACTCGCGAGAGTCAGCAAATCCCAGAAAGCCGGTCCTAGTCCGGATT 
GGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTGGGTTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTCACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTANNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACCGACGGGAGCTTGCTCCC 
TTAGGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATGCTTGATTGAACCGCAT 
GGTTCAATTATAAAAGGTGGCTTTTAGCTACCACTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCG 
ACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAA 
CGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAACAGGGCGGTGCCTTGACGGTACCTAACCAGAAAGC 


CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTG 
AAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGG 
AGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACACCCCTAGAGATAGGGCTTC 
CCCTTCGGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCA 
GCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTA 
CAATGGGCAGAACAAAGGGCAGCGAAGCCGCGAGGCTAAGCCAATCCCACAAATCTGTTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAAT 
CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCATGCCTAACACATGCAAGTCGAACGGTAACGCAGGAGCTTGCTCCTGGCGACGAGTGGCGGACGGG 
TGAGTAACGCGTAGGAATCTGCCTGGTAGCGGAGGATAACCCGGGGAAACTCGGGCTAATACTGCATACGCCCTACGGGGGAAAGCGGGGGACTCTTCGGACCTC 
GCACTATCAGATGAGCCTGCGTCCAATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGAA 
TGAGACACGGCCCAGACTCCTACGGGAGGCATCAGTGGGGAATATTGGACAATGGGGGAAACCATGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTT 
GTAAAGAACTATCAGTAGGGAAGAAAAGCTGCCGGTTAATACCCAACAGTCTTGACATTACCNACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGTCGTNTAAGTTAGATGTGAAAGCCCTGGGCTTAACCTGGGAATTGCATC 
TAATACTATACGACTAGAGTTTGATAGAGGAGAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGG 
CTCAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCNTAAACGATGAGAACTAGTTGTTGGNNNNNNNNNNC 
CGNNCAGTGRCGCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTRAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAACTTGTCAGAGATGACTTGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCTAGTTGCCAGCGGTTCGGCCGGGAACTCTAGGGAGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCTGCCAACCCG 
CGAGGGGGAGCCAATCCCAGAAAACCGGTCCTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGCAGGAATCGCTAGTAATCGCAGATCAGCACTGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGCACCAGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNCTGGCTCAGGAYGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGAGGTGCTTGCACCTCAGTGGCGAACGGGTGAGTAACACGTATCTA 
ATCTACCTTCTAGCGGGGGATAACTTTTGGAAACGAAAGGTAATACCGCATGTGGATGTTATTATCGCATGAGAAAACATTCAAAGATCCGTTTGGATCACTAGA 
AGATGAGGATGCGGCGTATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCT 
CTGTTGTAAGGGAAGAAAACATAGGAGAGGAAATGCTCTTATCTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAG 
GTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTCGCAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGC 
GGGACTAGAATATCAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTTACTGGCTGATTATT 
GACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTATTGGGGATTACCTCAGTGCTGCAG 
CTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAG 
CAACACGAAGAACCTTACCAGGGCTTGACATACAGTGCAAAGCTACAGAGATGTAGTGGAGGTTAACATTGATACAGGTGGTGCATGGTTGTCGTCAGTTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGACTGCTAGTGTAAGCTAGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGATACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAA 
AAGTCGGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTT 
GTACACACCGCCCGTCAAACCACGAGAGTTGGTAATACCAGAAGTACGTTTCCTAACCGTAAGGAAGGCGCGTCCCAAGGTAGGACTAGCGATTGGGGTTAAGTC 
GTAACAAGGTATCCGTACGGGAACGTGCGGATGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCA 
GGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAGCGCATTGTTTGAATTCTTCGGAAGGAAGATAATGTGACTGAGTGGCGGACGGGTGAGTAA 
CGCGTGGGTAACCTGCCATGTACAGGGGGACAACAGTTGGAAACGGCTGCTAATACCGCATAAGCGCACGAGATTGCATGATCTAGTGTGAAAAACTCCGGTGGT 
ATATGATGGACCCGCGTCTGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAACGAAGAAGTATTTCGGTATGTAAA 
GTTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAT 
TTACTGGGTGTAAAGGGAGCGCAGGCGGCCCGGCAAGTCTGATGTGAAAACCCAAGGCTCAACCATGGGATTGCATTGGAAACTGTCGAGCTAGAGTATCGGAGG 
GGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAACTGACGCTGAGGCTCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCGGGTGTTATTAACATTCGGTGCCGGCGCAAACGCAATAAGT 
ATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCAAGTCTTGACATCCCAATGACAATCTATGTAATGTAGACTCTCTTCGGAGCAATGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTAGCCAGCAGTAAGATGGGCACTCTAGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGTGAAGCGAGATGGTGACATTAAGCGAATCACAAAAATAACGTC 
TCAGTTCGGACTGTAGTCTGCAACTCGACTACACGAAGCTGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCG 
CCCGTCACACCATGGGAGTTGGTAATGCCCGAAGCCGGTGACCTAACCGAAAGGAAGGAGCCGTCGAAGGCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGA 
GGTGGGGGACAACCATTGGAAACGATGGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAG 
TTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGTA 
GTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGG 
TAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGGAGCTGGGGTCTTCGGACAACTTTTCCAAAGCTAACGCATTAAGTAGACCGC 
CTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTA 
CACTTGACATACAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCAGGTACAGAGAGCAGCGAGCTAGCGATAGTGAGCGAATCCCTTAAAGCCTGTCGTAGTC 
CGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTGGGTTGCTCCAGAAGTGGATAGTCTAACCTTCGGGAGGACGTTCACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCT 
AGGGGAACCTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGAGTGAA 
CGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTCTAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATACATAGGTTATGTGCCTCA 
TAGTCTAGGATAGCCATTGGAAACGATGATTAATACTGGATACTCCTTATGAGGGAAAGTTTTTCGCTATGAGATCAGCCTATGTCCTATCAGCTTGTTGGTGAG 
GTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGAACGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAA 
TATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTCGGATTGTAAACTCCTTTTGTTAGAGAAGATAATGACGGTATCTAACG 
AATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGCAGGCGGGGTAGTAAGTC 
AGATGTGAAAGGCTATGGCTTAACCATAGAACTGCATTTGAAACTGCTACTCTTGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGA 


GATCAAGAGGAATACTCATTGCGAAGGCGACCTACTGGAACATTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCCTAAACGATGAATGCTAGTTGTTGCCCTGCTTGTCAGGGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAA 
AGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCTGCTAGAGATAG 
TGGAGTGCCTTTCGGGGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTT 
AGTTGCTAGCAGTTCGGCTGAGCACTCTAAGGAGACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACAC 
ACGTGCTACAATGGGGTGCACAAAGAGACGCAATACCGCGAGGTGGAGCAAATCTTGAAAACATCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAG 
CTGGAATCGCTAGTAATCGTGAATCAGCCATGTCACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCG 
GAATGCCAAACTGGCTACCGCCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAAAGAAAGCTTGCTTTCTTTGCTGACGAGCGGCAGACGGGTGAGTAATGCCTAGG 
GATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGAAC 
CTATGTGGGATTAGCTAGTTTGTAAGGTAATGGCTTACCAAGGCCACTATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGCCCTAGGGTTTGTAAAGCACTCTCAGT 
AGGGAGGAAAGGCAGTTGTTTAATACGCTCTCGCTGTGACGTTACCTACAGAAGAAAGACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCAAG 
CGTTAATCAGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTCATTAAGCCAGATGTGAAATCCCTGGGCTCAACCTGGGAATTGCATTTTGAACTGGTGAACTA 
GAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGATATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTC 
ATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGCCTTGAGCACTGGGCTCCCAAGCT 
AACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCA 
ACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCGCGTAATGGCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAG 
GAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGTATACAGAGGGT TGCAAAGCCGCAAGGTCTAGCTAATC 
TCACAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGTCTAACCTTCGGGGGGACGTTTACCACTGTGTGGTTTATGGCTGGGGTGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGC 
GGCAAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATGCCGTATACGTCCTAAGGGAGAAAGATTTATCGGA 
GATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAA 
GCTCTTTCACCGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTT 
ACTGGGCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGGGTATCTTGAGTATGGAAGAGG 
TGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGTGGTTTACTGCTCGGTGGCGCAGCTAACGCGTTAAACATT 
CCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTA 
CCAGCCCTTGACATCCCGATCGCGGAGAGTGGAGACACACTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAATGGGCAGCGAAACCGCAAGGTGGAGCTAATCTCCAAAAGCCAT 
CTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAGCGACTGGGGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGCA 
AACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATGCCGTATACGTCCTGAGGGAGAAAGATTTATCGGAGATG 
GATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTC 
TTTCACCGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTG 
GGCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGGGTATCTTGAGTATGGAAGAGGTGAG 
TGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGTGGTTTACTGCTCGGTGGCGCAGCTAACGCGTTAAACATTCCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAG 
CCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACG 
TCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCA 
GTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGC 
CGTAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTCT 
GCTGACGAGCGGCGGACGGGTGAGTAATACTTGGGAATTTGCCTTTAGGCGGGGGACAACCACGGGAAACTGTGGCTAATACCGCATAATGTCTACGGACCAAAG 
TGGGGGACCTTCGGGCCTCACACCTAAAGATGAGCCCAAGCGGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGA 
TGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTG 
TGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGACGAGGAAGGGTGTTGTGTTAATAGCGCAGCACATTGACGTTAGTCGCAGAAGAAGCACCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGCGTGTTAAGCAAGATGTGAAAGCCCCGGGC 
TCAACCTGGGAATTGCATTTTGAACTGGCATGCTAGAGTCCTGAAGAGGGTGGTAGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATACCGGT 
GGCGAAGGCGGCCACCTGGTCAGAGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTA 
GTTGTTCGTGTCATTAAGACGTGAGTAACGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGTGAATTTTTCAGAGATGAATTAGTGCCTTCGGGAACA 
CTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTAAAGGTG 
GGAACTCTGGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGCAT 
ACAAAGGGCAGCAAGCCAGCGATGGTTAGCGAATCTCATAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATC 
GTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTGGTTAGTTTAACCTTCGGGAG 
AANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCG 
AACGGGCACTTCGGTGCTAGTGGCAGACGGGTGAGTAACACGTGGGAACGTACCTTTCGGTTCGGAATAATACAGGGAAACTTGTACTAATACCGGATACGCCCT 
TTTGGGGAAAGATTTATCGCCGATTGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGA 
TCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGA 
TGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGAAGATAATGACTGTACCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGG 
GGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGACTCTTAAGTCGGGGGTGAAAGCCCAGGGCTCAACCCTGGAATTGCCTTCGATACTGA 
GAGTCTTGAGTTCGGAAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCCAACTGGTCCGATACT 
GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGGGTGCATGCACTTCAGTGGC 
GCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 


GAAGCAACGCGCAGAACCTTACCAGCTTTTGACATGTCCGGTTTGATCGGCAGAGATGCCTTTCTTCAGTTCGGCTGGCCGGAACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCCTAGTTGCCATCATTCAGTTGGGAACTCTAGGGGGACTGCCGGTGATA 
AGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGCAGCGAAGGGGCGACCCG 
GTGCTAATCCCAAAAAGCCGTCTCAGTTCAGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGTTGGATCAGCATGCCACGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCGTCGCGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGCTCAGCGA 
CTGGGGTGAAGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCG 
GGCGTAGCAATACGTCAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACACAGGGAAACTTGTGCTAATACCGGATAAGCCCTTA 
CGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATC 
AGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATG 
AAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGG 
GCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTCTTTAAGTCAGAGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGAGG 
ATCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGA 
CGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGGAAGTTTACTTTTCAGTGGCGC 
AGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
CGCAACGCGCAGAACCTTACCAGCCCTTGACATGTCTATGACCGGCACCAGAGATGGAGCCTTCCCTTCGGGGCATAGAGCACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACCATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCC 
GCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGACGCTAAGGGGCAACCCTTCGC 
AAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGACGGTGCGCTAACCCGCAAGGGAGGCAGCCGGCCACGGTAGGGTCAGCGACTG 
GGGTGAAGTCTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGC 
GGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGGGGGAGCTTGCTCCCTGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCAGTAGTGGGG 
GATAGCCCGGGGAAACCCGGATTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGAGCCTATGTCGGATTAGCTAGT 
TGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCRTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAAACCTGTGGT 
TAATACCCATTGGGCTTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGG 
CGTAAAGCGCGCGTAGGCGGTTTGGTAAGCGAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGCCAGGCTAGAGTATGGTAGAGGGTAGTG 
GAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGACCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGACTCTTGAAGTCTTAGTGGCGCAGCTAACGCACTAAGTTGACCGCC 
TGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGG 
CCTTGACATCCAGCGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACGCTGAGACGGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGTAACGAGCGCAACCCCTATCCCTAGTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGG 
TCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGCACAGAGGGTTGCGAACCCGCGAGGGGGAGCTAATCTCAGAAAACGCGTCGTAGTCC 
GGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTGGATTGCACCAGAAGTAGTTAGTCTAACCTTCGGGGGGACGATTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTA 
GGGGAACCTGCGGY TGGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCTTTACACATGCA 
AGTCGAACGGTAACAGGCCTTCGGGTGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCAGTCGTGGGGGATAGCTCGGCGAAAGCCGGATTAA 
TACCGCATACGATCCACGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCGATTGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCC 
GACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGATTTTGGACAATGGGCGCAA 
GCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGGCTCTGGTTAATACCTGGGGCTCATGACGGTAC 
CGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGATG 
TAAGACGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCATTGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATG 
CGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTTGCTTTCTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAACTTGCCAGA 
GATGGCTTGGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TCATTAGTTGCTACATTCAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCT 
ATACACGTCATACAATGGCCGGTACAAAGGGTTGCCAACCCCCCAGGGGGAGCTAATCCCATAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCG 
TGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAA 
GTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCTTT 
CGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTCTCC 
TGCATGGGGGTTGGTGGAAAGCTTTTGCGGTACAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCT 
GAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC 
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGACGAAGCGCAAGTGACGGTACCTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCGTCTGTGAAAACCCGAGGCTTAACCTCGGGCC 
TGCAGGCGATACGGGCAGACTTGAGTACTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCC 
TTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATAGAGGATCGCCGGAGAGATTCGGTTTGCCTTGTGCCTTCTATACAGGTGG 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCGCGTACAGAGGGCTGCG 
ATACCGTGAGGTGGAGCGAATCCCTTAAAGCGCGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTC 
GAAGGTGGGATTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGTTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNATTGAACGCTAGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGCGGACTTCGGTCTGGCGGCGAGTGGCGAACGGGTGAGTA 
ATGCATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGGGATCGCAAGACCTCTCACTAT 
TGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGCGAAGAAGGCCTTCGGGTTGTAAAGC 
ACTTTTGGCAGGAAAGAAACGGCGCCGGATAATACCTGGCGTAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGGGCTCAACCTTGGAACTGCATTTTTAACT 
CCCGAACTAGAGTATGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGATAATA 
CTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGTTCTTCGGAGCTTGGTA 
GCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAAT 


TCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATCCTGAAGAGATTTAGGAGTGCTCGAAAGAGAACCGGAACACAGGTGCTGCATGGCCGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCG 
GAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGCAGCCAACCCGCGAGGGGGAGCCA 
ATCCCAGAAACCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCC 
GGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCTACCAGAAGTAGGTGGCCTAACCGTAAGGAGGGCGCTTACCACGGTAGGGTTCATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTGCCGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTC 
GGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCGCCTTCGG 
CATCGGATGGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGC 
GTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCCCGCAGCTTAACTGCGGGTCTGCGGT 
GGATACGGGCCGGCTAGAGGTAGGCAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGG 
GCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGATCTTCCACG 
ATCTCCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
TTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGGACACCTGCAGAGATGTGGGCTTCTTCGGACTGGGTGACAGGTGGTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCACGCCTCTTCGGGGGTGGTGGGGACTCATGGG 
GGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGC 
GATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTGGGGGGAGCGG 
TCCAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATA 
AGCCCGGGAAACTGGGTCTAATACCGGATGTAACCACTGGTCGCATGGCTGGGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGG 
TGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGG 
TACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCTGTCGTGAAAGCCCACGGCTTAACCGTGGGTCTGCGGTGGATACGGGCAGAC TAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAA 
ATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTCGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATTGCCGGAAAACCAT 
CAGAGATGGTGGGTCCTTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGT 
TCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGC 
TGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTC 
GTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCAGCAACACCCG 
AAGCCCGTGGCCCAACCCTTGTGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAACGAGAGCTTGCTCTTATTTGGTCAGCGGCGGAC 
GGGTGAGTAACACGTGGGCAACCTGCCCGCAAGACCGGGATAACTCCGGGAAACCGGAGCTAATACCGGATAACACCGAAGACCGCATGGTCTTCGGTTGAAAGG 
CGGCCTTTGGCTGTCACTTGCGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGGCCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAGCGAAGA 
AGGCCTTCGGGTCGTAAAGCTCTGTTGTGAGGGACGAAGGAGCGCCGTTTGAACAAGGCGGCGCGGTGACGGTACCTCACGAGAAAGCCCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAAC 
CGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGGAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGA 
AGGCGGCTCTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGT 
TAGAGGGGTCACACCCTTTAGTGCTGCAGCTAACGCGATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGACAACCCAAGAGATTGGGCGTTCCCCCTTCGGGGGGACA 
GGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTCTAGTTGCCAGCATTCAGTTGGG 
CACTCTAGAGGGACTGCCGGCGAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTAC 
AAAGGGCTGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGC 
GGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGCTTGCAACACCCGAAGTCGGTGAGGTAACCCTTACGGGAG 
CCAGCCGCCGAAAGTGGGGCAAGTGATTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATACATGCAAGTCGAGCGCGTCTT 
CATGGGAGCTTGCTCCCGTGGCGACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCATCAGACGGGGATAACCGCGGGAAACCGTGGCTAATACCGG 
ATAATCCTTTTCCACGCAGGTGGGAAAGTTGAAAGGCGGCTTCGGCTGCCGCTGATGGATGGGCCTGCGGCGCATTAGCTGGTTGGTGGGGTAACGGCCCACCAA 
GGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGA 
CGCAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGGTTTCGGCTCGTAAAACTCTGTTGTCAGGGAAGAACGTCCCCGTGAGTAACTGCACGGGGAGTGAC 
GGTACCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGG 
TTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTG 
AAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAG 
GTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTCTGAACC 
CCCTGGAGACAGGGCTTCCCTTCGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTAAACTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTG 
GGCTACACACGTGCTACAATGGACAGGTGACAAAGGGCAGCTACGCCGTGAGGCCAAGCGAATCCCATAAAACTGTTCTCAGTTCGGATTGGAGTCTGCAACTCG 
ACTCCATGAAGCTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAAAGTCAGTAACA 
CCTGAAGCCGGTGGGCCAACCTTCATGGAGGCAGCCGTCGAAGGTGGGATTGATGATTGGGGTGAAGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAACACATCGGAACGTG 
CCTAGTAGTGGGGGATAACTACTCGAAAGAGTAGCTAATACCGCATGAGATCTAAGGATGAAAGCAGGGGACCTTCGGGCCTTGCGCTACTAGAGCGGCTGATGG 
CAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACNNGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGNCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCCTCGGGTTGTAAACTGCTTTTGTACGGAAC 
GAAAAGACNTTTTCTAATAAAGAGGGTCCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAA 
TCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGTAAGACAAAAGGTGAAATCCCCGGGCTTCAACCTGGGAACGGCCTTTGTGACTGCATAGCTAGAGT 
ACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGACCTGNACTGACGCTCATGC 
ACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTAACTTTCTCAGTAACGAAGCTAACGC 
GTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCG 
AAAAACCTTACCCACCTTTGACATGTACGGAAGTGACCAGAGATGGACATGTGCTCGAAAGAGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 


GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCC 
AGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACAC 
ACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAGGTAGCCTAACCGNAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACA 
AGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGGGTGA 
TGTAGAAGCTTGCTTCTACATCACCTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCACAAGACAGGGATAACTACCGGAAACGGTAGCTAATACCCG 
ATACATCCTTTTCCTGCATGGGAGAAGGAGGAAAGACGGAGTAATCTGTCACTTGTGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAA 
GGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGC 
GAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCTTGTAGAGTAACTGCTACAAGAGTGACG 
GTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCCGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGC 
TCTTTAAGTCTGGTGTTTAATCCCGAGGCTCAACTTCGGGTCGCACTGGAAACTGGGGAGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAA 
ATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGAC 
TGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACCGG 
TCTAGAGATAACCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATGCTTAGTTGCCAGCAGGTCAAGCTGGGCACTCTAAGCAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCT 
GGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGGAGCGATCTGGAGCGAATCCTAGAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCG 
CCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTTACACACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAGGAGAGCTTGC 
TCTCTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGG 
TGAAAGTGGGGGACCGCAAGGCCTCACGCGATTAGATGAGCCGATGTCCGATTAGCTAGTTGGCGGGGTAATGGCCCACCAAGGCGACGATCGGTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATACCG 
CGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCTGTCGATTAATACTCGGTGGGGATGACGGTACCCAAAGAATAAGCACCGGC 
TAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGCTGTGAAAGCC 
CTGGGCTCAACCTGGGAATTGCAGTGGATACTGGATCACTAGAGTGTGGTAGAGGGATGCGGAATTTCTGGTGTAGCAGTGAAATGCGTAGAGATCAGAAGGAAC 
ATCCGTGGCGAAGGCGGCATCCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGC 
GAACTGGATGTTGGGTGCAACTTGGCACCCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTC 
GGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGT 
AATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAAT 
GGTGGGGACAGAGGGCTGCAAACCCGCGAGGGTGAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCT 
AGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACC 
TTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGYTGGATCACCTCCTTNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAG 
CACAGTAAGAGCTTGCTCTTACGGGTGGCGAGTGGCGGACGGGTGAGGAATGCATCGGAATCTACTCTGTCGTGGGGGATAACGTAGGGAAACTTACGCTAATAC 
CGCATACGACCTACGGGTGAAAGCAGGGGATCTTCGGACCTTGCGCGATTGAATGAGCCGATGCCCGATTAGCTAGTTGGCGGGGTAAGAGCCCACCAAGGCGAC 
GATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGC 
CTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGCCGGTTAATACCCGGTTGTTCTGACGGTACCC 
AAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTGTTTA 
AGTCTGTCGTGAAAGCCCTGGGCTCAACCTGGGAATGGCGATGGAAACTGGGCGACTAGAGTGTGGCAGAGGGTAGTGGAATTCCTGGTGTAGCAGTGAAATGCG 
TAGAGATCAGGAGGAACATCCGTGGCGAAGGCGACTGCCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGCACGGAACTTTCCAGA 
GATGGATTGGTGCCTTCGGGAACCGTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTC 
CTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGC 
TACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAGCCGGCGACGGTGAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCC 
ATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAG 
AAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGYTGGATCACCT 
CCT TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTT 
CTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAA 
GCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGG 
ATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGT 
GTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAATTAATACTTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACT 
CTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTAGTTAAGTTGGATGTGAAATCCCCGGG 
CTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAG 
TGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACT 
AGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAAC 
ATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGT 
GGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGG 
TACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCANAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAAT 
CGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGA 
GGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTG 
AGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCG 
CTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGA 
GACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTA 
AAGCACTTTAAGTTGGGAGGAAGGGCCATNACCTAATACGTGATGGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATA 
CAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAA 
AACTGACTGACTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACT 
GATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCT 
TAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCT 


GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGG 
TGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGA 
GGTGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTC 
ATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGTTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCTTGGGAAACTGGGTCTAATACCGAATATGACCACTTCTTGGATGTTGTGG 
TGGAAAGCTTTTGCGGTGTGGGATGAGCCTGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTATCCGGCCTGAGAGGGTGTACGG 
ACACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAA 
GGCCTTCGGGTTGTAAACTCCTTTCGCTATCGACGAAGCCACTTGTGGTGACGGTNGGTANATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTNATAC 
GTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTGGGNGGTTTGTCGCGTCGTCTGTGAAATCCCGGGGCTTAACTTCGGGCGTGCAGGCGAT 
ACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTACTGGTGTTGCGGGGAAATGCGCATATATCAAGACGAACACCTATGGCGAANGCAGGTCTCTGGGCA 
GTAACTGACTCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTAGGGGGCTTCCACGTCT 
TCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTACCGGATTGGGCTAGAGATAGTCTTTCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTATGGTGGGAACTCATGAGAGACTGCCGGG 
GTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGATACAATGGGCAGCGACATCGTGAG 
GTGAAGCGAATCCCTGAAAGTCGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTAAACTTGTTAGGGAGCTGTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGATCCGTGTTACGG 
AGGTCTTTGGACCGAAGTGGCATGGTGAGAGTGGCGGACGGGCGAGTAACGCGTGAGCAACCTGCCCTATGCTGGGGGATAACACCGGGAAACCGGTGCTAATAC 
CGCATAAGACCACAGTGACGCATGTCACAGTGGTAAAAGCTGAGGCGGCATAGGATGGGCTCGCGTCCGATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCG 
ACGATCGGTAGCCGGACTGAGAGGTTGGCCGGCCGCATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAA 
CCCTGACGCAGCGACGCCGCGTGGAGGAAGAAGGCCTTTGGGTTGTAAACTCCTTTGATCGGGGACGAAGATGACGGTACCCGAAGAACAAGCCACGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGGTGCCAAGTCAGGTGTGAAATACCGGGGC 
TTAACCTCGGGGGTGCATCTGAAACTGGTGCTCTTGAGTGCCGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGT 
GGCGAAGGCGGCTTTCTGGACGGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTA 
GGTGTAGGAGGTATCGACCCCTTCTGTGCCGTAGTTAACACAATAAGTATCCCACCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCCCTGACGGATGTAGAGATACATCTTCTCCGCAAGGAG 
CAGGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAGTTGCCAGCAGTAAGAT 
GGGCACTCTAACGAGACTGCCGGCGAGAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGAC 
TACAGAGGGAAGCAAATCCGCGAGGAGGAGCAAATCCCGAAAGGTCGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATG 
GCAGGTCAGCATCTGCCGTGAATACGTTCCCGGGCTTTGTACACACCGCCCGTCACACCATGAGAGCTGGCAACACCCGAAGCCGGTAGCCTAACCGAGAGGGGG 
GCGCCGTCGAAGGTGGGGTCAGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGA 
TCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATACACCCTGCTGGTTGCATGACCTGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGG 
CCCGCGGCCTATCAGCTTGTTGGTGAGGTTACGGCTCACCAAGGCGACGACGGGTASCCGGCCTGAGAGGGTGATCGGCCACACTGGGACTGAGATACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
TAGGGACGAAGCGTGAGTGACGGTACC TACAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGG 
GCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACCGGGGGCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGA 
GCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACC 
TGGGTTTGACATGCGCAGGACGCCGGTAGAGATATCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTGATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTGTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGT 
AGCCGTACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACAGTTGGAAACAGCTGCTAATACCGGATACGCACGAGAACCGCATG 
GTTACTCGTGGGAAAGATTTTTCNGTTCGGGAGGGGCTCGCGTCCTATCANCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGTCNACGGGTAGCCGGCCTGAGAG 
GGTGACCGGCCACACTGGGACTGAGACACGGCCCANACTCCTACNGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTG 
AGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGTTGGGAAGAAGCCTTCGGGTGACGGTACCTTCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCTGCTGTGAAAACTGGAGGCTCAACTTCCAGCTTGC 
AGTGGGTACGGGCAGACTTGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTC 
TGGGCCCGTAACTGACGCTGAGGAGCGAAAGAGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACTCCGTAAACGTTGGGAACTAGTTGTGGGGGCCTTT 
CTACGGTCTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGA 
GCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGGCTTGGAAACAGTCGCCCCCTTGTGGTCGGTATACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATGGAA 
TACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCG 
ATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTC 
GAAGGTGGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACAC 
ATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACATGTCCAGTAGTGGGGGATAGCCCGGCGAAAG 
CCGGATTAATACCGCATACGATCTTTGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCTATTGGGGTGGCCGATGGCGGATTAGGTAGTTGGTGGGGTAAAGGCC 
TACCAAGCCGACGATCCGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACA 
ATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCCTTTGGGCTAATACCCCGGGGGG 
ATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCA 
GGCGGTGATGCAAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTGGTGACTGCATCGCTGGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAG 
CAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTCGGGCCTTCATTGGCTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGC 
AAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGA 
ATCCTGCTGAGAGGCGGGAGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGTCCCCAGTTGCTACGCAAGAGCACTCCGGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGT 
AGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGT TGCGAAGCCGCGAGGTGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCG 


ACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTG 
CCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGCAGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATTCGGAAGGTGCGGCTTGGA 
TCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAT 
GAAGCTTCTAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCTTTAGTCTGGGATAGCCACTGGAAACGGTGATTAATACT 
AGATACTCCCTACGGGGGAAAGTTTTTCGCTAAAGGATCAGCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCT 
GAGAGGGTGATCGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCC 
GCGTGGAGGATGAAGGTTTTCGGATTGTAAACTCCTTTTGTTAGAGAAGATTATGACGGTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAGCAAGTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCAT 
TTGAAACTGTTACTCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTG 
GAACATTACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTTGTGAGGCTTGTC 
CTTGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCTACTAGAGATAGTGGAGTGCCCTTTTAGGGAGCTTGAAAACAGGTGCTG 
CACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAGCAGTTTGGCTGAGCACTCTAAGGAGAC 
TGCCTTCGTAAGGAGGAGGAAGGTGAGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGC TACACACGTGCTACAATGGGGTGCACAAAGAGAAGCAATAC 
TGCGAAGTGGAGCCAATCTCTAAAACATCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAGCCATGTCAC 
GGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGAATACTAAACTAGTTACCGCCCACGGCGGATGCAG 
CGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAACCTGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGAT 
CCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAAC 
CTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATACGACCCCCCGGCTCATGCCGGAGGGTGGAAAGTTTCTCGGTTGGGGATGGGCTCG 
CGGCCTATCAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTGCGGGAGGCAGCAGTGGGGAAGCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTTACCACT 
CACGCAGGCCTCCAGTTCTCTGGGGGTTGACGGTAAGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCG 
GAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCACGTCTGCTGTGAAAGACCGGGGCTCAACCTCGGTTTTGCAGTGGATACGGGCATGCTAGAGGTAGGT 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGCCCACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAA 
AGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATT 
AAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAAT TGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAG 
AACCTTACCAAGGTTTGACATCACCCGTGGACCTGCAGAGATGTGGGGTCATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCGTGCGATGCCGTAAGGTGGAGCGAATCCCTAAAAG 
CCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGCGGCCCAACCCCTTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTC 
GTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGAT 
CCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGCCTTCGGGTGAGCGGCGGACGGGTGAGTAACGCGTGGGAATATTCCCTTTGG 
TACGGAATAGTCCCTGGAAACGGGGGCTAATACCGNATNCGCTCTTTTGAGCAAAGATTTATYGGCRAAGGATTGGCCCGCGTCGCATTAGCTAGTTGGTGAGAT 
AATGGCTCACCAAGCCAACGATCCATAGCTGGTTTGAGAGGAY GATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGNATC 
TTAGACAATGGGGGNATCCCTGATCTAGCCATGCCGCGTGAGTGATGCAGGCCCTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGGTAATGACGGTACCTGCAGAA 
GAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCGGAAAGTTGG 
GGGTGAAACCCGGGGCTCAACCCCGGAACTGCCTTCAAAACTATCGGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTTGTAGATAT 
TCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGCTCGATACTGACGCTTAGGTGCGNAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGAATGCCGTCGTCGGGCAGCATGCTGTTCGGTGACACACCTAACGGTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTTAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCCAGGACCGGCCCGGAGACGGGTCTTT 
CACTTCGGTGACCTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGRCAACGAGCGCAACCCACACTCTCAGTTGCCA 
TCATTTGGTTGGGCACTCTGGAAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTAATGGCCCTTACGGGTTGGGCTACACACGTGCTA 
CAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTGGTCTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCA 
TGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTCTACCCGACGGCCGTGCGCTAACCNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGANGCCTTCGGNCTTAG 
CGGCGGACGGGTNAGTAACGCNTGGNAACGTGCCCTTTRCTACGGAATAGTCCCGGGAAACTAGGTTTAATACCGTATATGCTCTACGGGGGAAAGATTTAGCGG 
TAAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCNACGATCMATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGAAAGCCTGATCTAGCCATGCCGCGTGAGYGATGAAGGCCCTAGGGTTGTAA 
AGCTCTTTCGCTGGGGAAGATAATGACGGTACCCAGTAAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAAT 
TACTGGGCGTAAAGCGCRCGTAGGCGGATTGGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAANACTATCAGTCTGGAGTTCGATAGAG 
GTGAGTGNAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGCAAGCATGCTTGTCGGTGACACACCTAACGGATTAAGCAT 
TCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTRACGGGGGCCCGCACAAGCGGTGGAGCATGTNGTTTAATTCGAAGCAACGCGCAGAACCTT 
ACCAACCCTTGACATGGGTATCGCNGGACGAGAGATCGTCCTTTCAGTTCGGCTGGATACCACAGGTGCTGCATGGCTGTNGTCAGCTCGTGTCGTGAGATGTTC 
GGTTAAGTCCGGCAACGAGCGCAACCCACRTTCCTTACTTGCCAGCAGTTCAAGCTGGGCACTCTAAGGAAACTGCCGATGATANGTCGGAGGAAGGTGTGGATG 
ACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTAGTGACAGTGGGATAATCCCAAAAAGCTATCTCAGTTCGGATTGGGGTCTGC 
NACACGACCCCATGAAGTCGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTG 
GGNNNACCCGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAAC 
ACATGCAAGTCGAACGGAGAGCTGAAGTTTCGRTGGAGGCTCTTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTGCCTGAGAGTGGGGGATAACAGCCCGA 
AAGGGCTGCTAATACCGCATAACGTTCCTSAAAGACATCTTTCCGSAACCAAAGGAGCAATCCGCTATCAGATGGGTCCGCGTCCGATTAGCTAGTTGGCGGGGT 
AACGGCCCACCAAGGCGACGATCGGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATC 
GGCCGCAATGGGCGAAAGCTTGACGGAGCAATGCCGCGTGGGGGATGAAGGTCTTCGGATTGTAAACCCTTGTCTTCAGGGAAGAAATATTGACGGTACCTGAGG 
AGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGCGCGTGCAGGCGGACACTTAAGTC 
TGAGGTGAAAGACCGGAGCTCAACTCCGGGGCGGCCTTGGAAACTGGGTGTCTTGAGGGATGGAGAGKACAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGA 
TATCGGGAGGAACCCCAGTGGCGAAGGCGACTGTCTGGACRTTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAGTGCTAGGTGTTGGGGGTATCGACCCCTCCAGTGCAGCAGTCAACACAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGRYTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCCTYCGAACCTTGCAGAGATG 
CGAGAGTGCCCTTCGGGGAGCGGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCC 
CAGTTGCCAGCGAGAGAGTCGGGGACTCTGGGGAGACTGCCCGGGACGACCGGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTAC 
ACACGTGCTACAATGGGCGGTACAAACCGATGCGAAGCTGTGAGGTGGAGCGAACCGGAGAAAGCCGYTCACAGTTCGGATTGCAGGCTGCAACTCGNCTGCATG 
AAGGCGGAATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGT YGGCAACACCCGAAGT 
CGGTGAGGTAACCTAACGGAGCCAGCCGCCGAAGGTGGGGTCGATGATTGGGGTGAAGTCGTAACAAGGTAACCGTATGGGAAGGTGCGGCTNNNNNNNNNNNNN 


NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGAGAGCTGAA 
GTTTCGATGGAGGCTCTTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTACCGGAGAGTGGGGGATAACAGCCCGAAAGGGCTGCTAATACCGCATAACGTT 
GTCTGGGGACATCCTTCGGACAACCAAAGGAGCAATCCGCTATCGGATGGGTCCGCGTCCGATTAGCTAGTTGGCGGGGTAAACACCCACCAAGGCGACGATCGG 
TAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCTTGACG 
GAGCAATGCCGCGTGGGGGATGAAGGTCTTCGGATTGTAAACCCTTGTCTTCAGGGAAGANTTATTGACGTTACCTAAGGAGGAAGCCCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGCGCGTGCAGGCGGACCTTTAAGTCTGAGGTGAAAGACCGGAGCTCAACT 
CCGGGGCGGCCTTGGAAACTGGAGRTCTTGAGGGATGGAGAGGACAGTGGAATTCCCGGTGTAGCGRAGAAATGCGTAGATATCGGGAGGAACCCCATGGCGAAG 
GCGACTGTCTGGACATTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTG 
GGGGTATCGACCCCTCCAGTGCCGCAGTCAACACAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGACGCAACGGCAAGAACCTTACCAAGGCTTGACATCCTCCGGACCTTGCAGAGATGCGAGGGTGCCCTTCGGGGAACGGAGA 
GACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCTAGTTGCCAGCGAGAGAGTCGGGGAC 
TCTGGGGAGACTGCCCGGGACGACCGGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGGCGGTACAAA 
CCGATGCGAAGTCGTGAGACGAAGCGAACCGGAGAAAGCCGCTCACAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGG 
TCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCAACACCCGAAGTCGGTGAGGTAACCTAACGGAGCCAGC 
CGCCGAAGGTGGGGTCGATGATTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGAAGTCTTCGGACTTAGTGG 
CGGACGGGTGAGTAACGCGTGGGAACGTGCCCCTTGGTACGGAATAGTCCCGGGAAACTGGGTTTAATACCGTATATTCTCTGCGGAGGAAAGATTTATCGCCAA 
GGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCCGCGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGAAACCCTGATCTAGCCATGCCGCGTGAGCGATGAAGGCCTTAGGGTTGTAAAGC 
TCTTTCGCTGGGGAAGATAATGACGGTACCCAGTAAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTAC 
TGGGCGTAAAGCGCGCGTAGGCGGATTGGAAAGT TGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTATCAGTCTGGAGTTCGAGAGAGGTG 
AGTGGAATTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGACGTCGGCAAGCATGCTTGTCGGTGTCACACCTAACGGATTAAGCATTCC 
GCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACC 
AACCCTTGACATGTGGATCGCGGGACCAGAGATGGTTCTTTCAGTTCGGCTGGATCCAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCG 
GTTAAGTCCGGCAACGAGCGCAACCCACGTCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGT 
CAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTAGTGACAGTGGGATAATCCCAAAAAGCTATCTCAGTTCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTCGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTC 
TACCCGAAGATGGTGCGCTAACCAGCAATGGAGGCAGCCAGCCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTG 
GATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGG 
TAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACG 
ACCTTCGAGGGCATCTTCGAGGGTGGAAAGTTCCGGCGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGT 
AGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGC 
AGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTGCCGACGAAGCGAAAGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCTGTGAAAACTCGGGGCTTAA 
CTCTGAGCTTGCAGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG 
AAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGC GAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTG 
TGGGGGTCATTCCACGGCCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTG 
TACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGA 
CTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAA 
TGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCACGGCCCAACCCGTAAGGGAGG 
GAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCTTCAGC 
TCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCTGCCTGCATGGGTGGTGGTGGAAAGATTTATCGGCTGTAGATGGGCTCGCGGCCTATCA 
GCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCGGGGACGAAGCGT 
GAGTGACGGTACCCGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCG 
TAGGCGGTTTGTTGCGTCGAAAGTGAAAATCCGGGGCTTAACTCCGGACTTGCTTTCGATACGGGCAGACTAGAGGTAGGCAGGGGAGAGTGGAATTCCTGGTGT 
AGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGACATTCCACGTTCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGC 
AGAGAAATCTCGTAGAGATACGGGGTCCGTAAGGGTCCTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGTCCTATGTTGCCAGCGGGTAATGCCGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCT 
TATGTCCAGGGCTGCAAACATGCTACAATGGTCGGTACAATGGGCTGCGAAATCGTAAGGTGGAGCGAATCCCTAAAAGCCGGCTTCAGTTCGGATCGGGGTCTG 
CAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGT 
CGGCAATACCCGAAGCCGGTGACCTAACCCCTTGTGGGATGGAGCCGTCGAAGGTGGGGCTGGCGATTAGGACGAAGTCGTAACAANNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCNTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTTGATGAGAAGCTTGCTT 
CTCAGATAGTTAGCGGCGGACGGGTGAGTAACACGTAGGTAACCTGCCCATAAGACTGGGATAACATTCGGAAACGAATGCTAATACCAGATACGCGATTTTCTC 
GCATGAGGAAATCGGGAAAGGCGGAGCAATCTGTCACTTATGGATGGACCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAG 
CCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG 
CAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGCTTGGGAGAGTAACTGCTCCCAAGGTGACGGTACCTGAGAAGAAA 
GCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTGATTAAGTCCGGTG 
TTTAAGGCTATGGCTCAACCATAGTTCGCACTGGAAACTGGTCAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTG 
GAGGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAA 
TTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATGCCTCTGACCGCTCTAGAGATAGAGCT 
TCTCTTCGGAGCAGGGGACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATGTTAGTTGCC 
AGCAGGTAAAGCTGGGCACTCTAACGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTA 
CTACAATGGCCAGTACAACGGGAAGCGAAATCGCGAGATGGAGCGAATCCTATCAAAGCTGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCG 
GAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGCCGGTGG 
GGTAACCCGCAAGGGAGCCAGCCGTCGAAGGTGGGGTAGATGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCT 


TAACACATGCAAGTCGAACGATGAACCTCACTTGTGGGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGG 
AAACTGGGTCTAATACCGGATATGACGCCTCATCGCATGGTGGGGGGTGGAAAGTTTTTGTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAA 
TGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCA 
GAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGT 
CTGCCGTGAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAG 
ATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAT 
GCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACTGGAAATACCTGGAA 
ACAGGTGCCCCCGCTTGCGGCCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCT 
ATGTTGCCAGCGCGTGATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTT 
CACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCAT 
GAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAA 
GCCGGTGGCCTAACCCCTTATGGGGAGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCTCAGCTTGCTGGGGGGATTAGTGGCGAACGGGTGAGTAACA 
CGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATANGACCGATCNCCGCATGTTGTGTTGGTGGAAAGCTTTTGCGGTTT 
TGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGA 
ATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGACCGGGGCTCAACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGATGTAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAG 
CATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTA 
AGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGA 
ACCTTACCAAGGCTTGACATGGACTAGTAAAGCGCAGAGATGCGTTCCCCCTCTTGAGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTGATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGC 
CGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGGAGGAGCTGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCG 
TAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCCCCGC 
AAGGGGAGTGGCAGACGGGTGAGTAACGCGTGGGAACCTTCCCAATGGTGCGGAATAGCCCAGGGAAACTTGGAGTAATACCGCATAAGCCCTTAGGGGGAAAGA 
TTTATCGCCATTGGATGGGCCCGCGTCGGATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGATCCGTAGCTGGTTTGAGAGAATGACCAGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGACGAAGGCCTTAG 
GGTTGTAAAGCTCTTTTGCCGGGGACGATAATGACGGTACCCGGAGAATAAGTCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTG 
TTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTATTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGGTAATCTAGAGTC 
CGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTACGAAGAACACCAGTGGCGAAGGCGGCCCACTGGATCGGTACTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTCGGCAAGCTTGCTTGTCGGTGGCGCAGCTAACGCA 
TTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGA 
AGAACCTTACCAGCTCTTGACATGGTCGGTCGGTTTCCAGAGATGGATTCCTCCTAGCAATAGGCCGATACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTAAGTTGGGCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGT 
GGGGATGACGTCAAGTCATCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAACACAGCGATGTGAAGCTAATCTCAAAA 
AGCCGTCTCAGTTCGGATTGGTCTCTGCAACTCGAGACCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGATGCGCTAACCCGCAAGGGAGGCAGTCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCG 
TAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTGGGACG 
AAGGTATGAACTTGAAGGCTTCGGCTGGACGGTACATATACTGAGTCGCGGACGGGTGAGTAATGCGTGAGGACCTGTCCATCAGAGGGGGATAGCCCCGGGAAA 
CCGGGATTAAAACCCCATAAGCCYAAGGGTGAAAGGGAGCAATCCGCTGATGGAGGGTCTCGCGTCCTATCAGGTAGTTGGTGGGGTAARGGCCTACCAAGCCGA 
AGACGGGTAGCCGGACTGAGAGGTTGACCGGCCACATTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAG 
CCTGACCCAGCGACGCCGCGTGAGGGAAGACGGTCTTCGGATTGTAAACCTCTGTTGCAGGGGAAGAAGGAAGTGACGGTACCCTGCGAGGAAGCCCCGGCAAAC 
TACGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCTGCGAGGCAAGTCGGGTGTAAAAGGCACGG 
GCTCAACCCGTGTGTGCACTCGAAACTGTCTTGCTGGAGGGGTAGAGAGGCAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAG 
TGGCGAAGGCGGCTTGCTGGCTACACCCTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCAGTAAACGATGAATGCT 
AGGTGTGGGTGGGTCAAACCATCCGTGCCGCAGTTAACGCGATAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCACGTGGTTTAATTCGATGCAAACCGAAGAACCTTACCTGGGCTTGACATCTAGGTGGTATTGACCTGAAAGGCGATAGACCATATTTTCG 
GATATGGAGCCTAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTCAGTTGCTAACGT 
TTAAGTCGAGCACTCTGGCGAGACTGCCGGCGACAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCAACACACATGCTACAA 
TGGCCGATACAGAGGGAAGCGAAGGCGCGAGTTGGAGCGGATCCCAAAAAGTCGGTCCCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGC 
TAGTAATCGCAAATCAGCTAAGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTTGGGTGCACCCGAAGCCGGAGGCTGAAC 
CCTTAGGGGACAGATCCGTCGAAGGTGTGTCTGGTAAGGAGGGTGAAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTTCGGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCTAGTAGTGGG 
GGATAACTACTCGAAAGAGTGGCTAATACCGCATGAGATCTATGGATGAAAGCAGGGGACCTTCGGGCCTTGTGCTACTAGAGCGGCTGATGGCAGATTAGGTAG 
TTGGTGGGATAAAAGCTTACCAAGCCTACGATCTGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGTCTTGG 
GTTAATACCCTGGGATCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGTGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCATTGTGACTGCAAGGCTGGAGTGCGGCAGAGGGGGA 
TGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTTATTTTCTCAGTAACGAAGCTAACGCGTGAAGTTGACCGC 
CTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTTCTTTAATTCGATGCAACGCGAAAAACCTTACCCA 
CCTTTGACATGTATGGAATCCTTTAGAGATGAAGGAGTGCTCGAAAGAGAGCCATAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTATAGGTGGGGCTAGAAACGTCATACAATGGCCGGTACAAAGGGTAGCCAAGCCGCGAGGTGGAGCCAATCCCATAAAGCCGGTCGTAGTCCGGA 
TCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACAC 
CATGGGAGCGGGTCTCGCCAGAAGTAGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGAGAAACACACCCTTCGGGGTGTGG 
AGTAAAGTGGCGCACGGGTGAGTAACACGTGGGTAACCTACCTCAGGGTCCGGGATAACTGGCCGAAAGGCCCGCTAATACCGGATAAGGCCACAGGAGCCTCGG 


CTCCAGGGGTCAAAATCGGCCTATCGCAGAAGCCGGTGCCCCGAGATGGGCCCGCGGACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCCGAGATGGTT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGAAACCCTGACGC 
AGCAACGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTGTCAAATGGGAAGAAACCACCTATGGTGAATAGTCATGGGTGCTGACGGTACCATTAGAG 
GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGAGCGTGTAGGCGGCCTAATAAGTCGA 
ATGTGAAAGCCCGGGGCTCAACCTCGGAAGTGCATTCGATACTGTTAGGCTTGAGTACGGGAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATA 
TCAGGAGGAACACCGGTGGCGAAGGCGGCTTCCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGAGCACTAGGTGTAGCGGGTGTTGACCCCTGCTGTGCCGGCGCTAACGCATTAAGTGCTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGAAATCACCCGGACAGCCGTGGAAACAC 
GGTCTCCTTCGGGCTGGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTTTAGTTGC 
CATCATTAAGTTGGGCACTCTAAAGGGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGACGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGC 
TACAATGGGTCGTACAAAGGGAAGCGAGATCGCGAGGTTGAGCAAACCCCAAAAAACGGCTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGA 
ATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCTGACTGCACCAGAAGTCGTTGGGC 
TAACCCTCGGGAGGCAGGCGCCTAAGGTGTGGTTGGTGATTGGGGTGAAGTCGTAACAGGGTAGCCGTAGGGGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAGCTCTCTTCGGAGAGTGA 
GTAGAGCGGCGCACGGGTGAGTAACGCGTGGATAATCTGCCCTGAAGATCGGGATAACAGCTGGAAACGACTGCTAATACCGTATAATCTGCATATTTAACTTTA 
TGTGGGAAAGATGGCCTCTACTTGTAAGCTATCACTTTTGGATGAGTCCGCGTCTCATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGAGTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACCGCAGC 
GACGCCGCGTGTAGGAAGAAGCCTTCGGGTCGTAAACTACTGTCAAGAGGGAAGAAACCGTAGAGTATTAATACGACTCTGCGCTGACGGTACCTCTAGAGGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGCGTATCAAGTCAGGCGT 
GAAAGCCCTCGGCTCAACCGGGGAATTGCGCTTGAAACTGGTATGCTAGAGTCTCGGAGAGGTTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTG 
GAGGAACACCGGTGGCGAAGGCGGCCAACTGGACGAGTACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA 
ACGATGGATATTAAGTGTCGGGGTTTTACTTCGGTGCCGCAGTTAACGCGTTAAATATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACTTACCTAGGCTTGACATCCTGAGAACCCTCCCGAAACGGAGGGGTGCCCT 
TCGGGAATTCAGTGACAGGTGCTGCATGGCTGTCGTCAGGTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTATTGTTAGTTGCCATCACA 
TAATGGTGGGCATTTTAGTGAGACTGCCCGGTTCAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAA 
TGGTGCATACAAAGGGCAGCGAAGCCGCGAGGTCGAGCCAATCCCAGAAAATGCATCCCAGTCCGGATCGGAGTCTGCAACTCGACTCCCGTGAAGTTGGAATCG 
CTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCTGGTTCTACCCGACAACGGCGGACTAAC 
CCTTCGGGAGGTAGTCGTCTACGGTAGGGCTGGTGATTGGGGTGAAGTCGTAACCAAGGTAGCCGTAGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCTTCGGGGTACACGAGTGGCGAA 
CGGGTGAGTAACACGTGAGTAACCTACCCCCGACTTTGGAATAAGCGCCCGAAAGGGCGTCTAATACCGAATGGTTCCACAGTGGGCATCCACTGTGGCGAAAAG 
CTCCGGCGGTTGGGGATGGACTCGCGTCCTATCAGTTTGTTGGTGAGGTAACGGCTCACCAAGACTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTC 
GGGTTGTAAACCGCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTGCGA 
GCGTTGTCCGGAATCATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCACGTCGGAAGTGAAAACTCAGAGCTTAACTCTGAGCCTGCTTCCGATACGGGCTGACT 
AGAGGAAGGTAGGGGAGAACGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGACCTTTCCTGACGCT 
GAGAAGCGAAAGCGTGGGGATCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGTGCCGCA 
GCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGAT 
GCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAACACCTAGAGATAGGTGCCCCTTATGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCAATTCGGTTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTAGGGATGAGGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGTCGGTACAATGGGCTGCGAACCTGCGAAGGTAAGCGAATCC 
CACAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCTTTTGGAGGGAGCCGTCGAAGGTGGGGCTGGTAATTAGGACTA 
AGTCGTAACAAGGTAGCCGTACCGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCGTGCTTAACACATG 
CAAGTCGAACGGTAAGGCGCCTTTTGGTGTACACGAGTGGCGAACGGGTGAGTAACACGTGAGGAACGTGCCCTTGACTTTGGTATAGCACTTGGAAACAGGTGG 
TAATCCCGAATATTCAGTTTCCCGGGCATCTGGGGGGTTGGAAAGCTTTTGCGGTCAGGGATCGTCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACC 
AAGGCTTTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGGAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCACCCATGACGAAGCTTTTGTGACGGTAGTGGGGGAAGAAGCA 
CCGGCCAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTGATCGCGTCGATAGTGA 
AATCCCGGGGCTTAACTTCGGGCTTGCTTTCGATACGGGTTGACTTGAGGAAGGTAGGGGAGAATGGAATTCCCGGTGGAGCGGTGGAATGCGCAGATATCGGGA 
GGAACACCGGTGGCGAAGGCGGTTCTCTGGACCTTTCCTGACGCTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCTGTAAAC 
GGTGGGTACTAGGTGTGGGTCACATTCCACGTGGTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAAT 
TGACGGGGCCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTGCCGGAAGCATTCAGAGATGGGTGTG 
CCTTTTTGGCCGGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCAATGTTGCCAGC 
AGTTCGGCTGGGGACTCATTGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTAC 
AATGGCCGGTACAAAGAGTTGCGAGCCTGTGAGGGTGAGCGAATCTCAGAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTC 
GCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTG 
TCCTTTTTTGGGGGGAGCCGTCGAAGGTGGGACTGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCAGAGCTTGCTTTGGTGATTAGTGGCGAACGGGTGAGTAACACGTG 
AGTAACCTGCCCTTGACTCTGGGATAAGCACTGGAAACGGTGTCTAATACCGGATATGACCTTCGGCCGCATGGCCTGTTGGTGGAAAGATTTTTTGGTCAAGGA 
TGGACTCGCGGCCTATCAGGTTGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TTAGTAAGGAAGAAGAAGAAGAACTTCGGTTTGACGGTACTTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACTGGAGGCTCAACCTCCAGCCTGCAGTGGGTACGGGCAGACTAGAGTG 
CGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAG 
CGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAGATGTAGGGGCCATTCCACGGTTTCTGTGTCGCAGCTAAC 
GCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACG 
CGAAGAACCTTACCAAGGCTTGACATATACCGGAAACCTGCAGAAATGTAGGCCCCGCCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAA 
AAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCAACGCCAGTGGCCTAACCCGTAAGGGAGGGAGCTGTCTAAGGTGGGATCGGTGATTAGGACTAAG 
TCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAAC 
GATGAAGAGGTGCTTGCATTCTTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCGTTGGAAACGACGTCTAATACC 


GGATATGACGACTGAACGCCTGTTCTGGTTGTGGAAAGATTTTTTGGTCAAGGATGGACTCGCGGCCTATCAGGTTGTTGGTGAGGTAATGGCTCACCAAGCCTA 
CGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAG 
CCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAAGGAAGAAGAACTTCGGTTTGACGGTACTTGCAGAAAAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAT 
CTGGAGGCTCAACCTCCAGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGA 
ACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTT 
GGGAACTAGATGTAGGGACCATTCCACGGTTTCTGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACGAGAACGGGTCAGAAATGATCAACTCT 
TTGGACACTCGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCAC 
GTTATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACA 
ATGGCCGGTACAAAGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCAACGCCAGTGGCCTAA 
CCTTCGGGAGGGAGCTGTCTAAGGTGGGATTGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAGCAGGAGAAAGCTTGCTTTCT 
TGCTGACGAGTGGCGGACGGGTGAGTAAYGCTTGGGAATCTGGCTTATGGAGGGGGATAACTACGGGAAACTGTAGCTAATACCGCGTAATATCGAAAGATTAAA 
ATGTGGGACTTTTAGCCAGCATGCCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGGGGTAAGGGCCTACCAAGCCGACGATCTCTAGCTGGTCTGAGAGG 
ATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCRCAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGA 
ATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTGGTGAGGAAGGTTGTAATGTTAATAGTATTACAAATTGACGTTAACCACAGAAGAAGCACCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGAYTKTTAAGTGAGATGTGAAATCCCYGRG 
CTTAACTTGGGAATTGCATTTCAGACTGGSAGTCTAGAGTAYTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGA 
AGGCGAAGGCAGCCCCTTGGGAATATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATT 
TGGGGATTGGGCTATATGCTTGGTGCCCGAAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTAAGAAGAACTCAGAGATGAGTTTGTGCCTTCGGGAACTT 
AGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGGG 
AACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTGCATAC 
AGAGGGAAGCGAGAGTGCGAGCTGGAGCGAATCTCAGAAAGTGCATCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGC 
AAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACGGAAACGGGGG 
CGTTTACCACGGTATGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTGCTTGCACCTAGCGGCGAATGGGTGAGTAACACGTACTTAA 
CATACCCTATAGTTTGGGATAACGTTTGGAAACAGGCGCTAATACCGAATATATGTTTTTATCACATGATGATTACATGAAAGGAGCTTCTGGCTTCGCTATTGG 
ATTGGGGTGCGGAATATTAGTTAGTTGGTGGGGTAATGGCTCACCAAGACGATGATATTTAGCCGGGTTGAGAGACCGACCGGCCACACTGGGACTGAGATACGG 
CCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGAACGATGAAGCCCTTCGGGGTGTAAAGTTCT 
GTTATAAGAGAAGAAAAAACTAGAGAGGAAATGCTTTAGTCTTGACGGTATCTTATTAGAAAGTGACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGT 
CACGAGCGTTATCCGAAATTATTGGGCGTAAAGCGTCCGTAGGTTGTTTGTTAAGTCTGACGTTAAATCTTGGGGCTCAACCCCATTCCGCGTTGGATACTGGCA 
GGCTAGAGTTATATAGAGGTTAGTGGAATTCAATGTGAAGCGGTGGAATGCGTAGATATATTGAAGAACACCAATGGCGAAGGCAGCTAACTGGGTATAAACTGA 
CACTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTTGGTGGCAAAGTCACTAATACAGCTAAC 
GCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACG 
CGTAGAACCTTACCCACACTTGACATCTTCTGCAATGCTATAGAGATATAGTGGAGGT TAACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTTGGTTAAGTCCTGCAACGAGCGCAACCCTTATCATTATTTACCATCATTAAGTTGGGGACTATAATGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGG 
ACGACGTCAAATCATCATGCCTCTTACGTGTGGGGCAACACACGTGCTACAATGGTCGATACAAAGAGAAGCAACCCGGCGACGGTGAGCAAACCTCAAAAAGTC 
GATCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGGTCAGCTATACTACGGTGAATACGTTCTCGGATCTTGTACA 
CACCGCCCGTCACACCATGGGAGCTGGAAATGCCCGAAGCCGGTTAGTTAACTTCGGAGGCAACTGTCTAAGGCAGGTCCGGTGACTGGGGTGAAGTCGTAACAA 
GGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTG 
CTTGCACCTAGCGGCGAATGGGTGAGTAACACGTACTTAACATACCTTATAGTTTGGGATAACGTTTGGAAACAGGCGCTAATACCGAATATCTGTTTTTATCGC 
ATGATGAAAACATGAAAGGAGCTTCTGGCTTCGCTATTGGATTGGGGTGCGGAATATTAGTTAGTTGGTGGGGTAATGGCTCACCAAGACGATGATATTTAGCCG 
GGTTGAGAGACCGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGA 
CACAGCGTGAACGATGAAGCCCTTCGGGGTGTAAAGTTCTGTTATAAGAGAAGAAAAAACTAGGGAGGAAATGCCTTAGTCTTGACGGTATCTTATCAGAAAGTG 
ACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCACGAGCGTTATCCGAAATTATTGGGCGTAAAGCGTCCGTAGGTTGTTTGTTAAGTCTGACGTTA 
AATCTTGGGGCTCAACCCCATTCCGCGTTGGATACTGGCAAGCTAGAGTTATATAGAGGTTAGTGGAATTCAATGTGAAGCGGTGGAATGCGTAGATATATTGAA 
GAACACCAATGGCGAAGGCAGCTAACTGGGTATAAACTGACACTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
ATGATCATTAGTTGGTGGCAAAGTCACTAACACAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACACTTGACATCTTCTGCAATGCTATAGAGATATAGTGGAGGTTAACAGA 
ATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCTGCAACGAGCGCAACCCTTATCATTATTTACCATCATTTAGTTGGGGA 
CTATAATGAGACTGCCCGAGTAATCGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGTGTGGGGCAACACACGTGCTACAATGGTCGATACAAA 
GAGAAGCAACCCGGCGACGGTGAGCAAACCTCAAAAAATCGATCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGG 
TCAGCTATACTACGGTGAATACGTTCTCGGATCTTGTACACACCGCCCGTCACACCATGGGAGCTGGAAATGCCCGAAGCCGGTTAGTTAACTTCGGAGGCAACT 
GTCTAAGGCAGGTCCGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTAGCAATACTTAGCGGCGAATGGGTGAGTAACACGTGCTCAACGTGCCCTCAAGATTGGGATAGCAA 
CTGGAAACAGTTGATAATACCAAATACTTATATTTTTCGCATGAAGAATATATAAAAGGAGCGTTTGCTCCGCTCGAGGATCGGGGTGCGTAACATTAGCTAGTT 
GGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGT 
AGGGAATATTCCACAATGAACGAAAGTTTGATGGAGCGACACAGCGTGCAGGATGAAGGTCCTATGGATTGTAAACTGCTGTGGTAAGGGAAGAAAAAGTAGCTT 
AGGAAATGAAGTTACATTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGG 
GCGTAAAGCATCTGTAGGTTGTTTGTTAAGTCTGGCGTCAAATTTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCAGACTAGAGTTATGTAGAGGTTAGCA 
GAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAATATCAATATGGCGAAGGCAGCTAACTGGACATACACTGACACTGAGAGATGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGATCATTAGCTGATGGAGAATTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTA 
GTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGA 
CATCTTCTGCAATGCTATGGAGACATAGCGGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCTGCAAC 
GAGCGCAACCCTTATCCTTAGTTACCATCATTTAGTTGGGGACTCTAGGGAGACTGCCCGAGTAATCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTC 
TTACGAGTGGGGCAACACACGTGCTACAATGGACGGTACAAAGAGAAGCGAAGTGGTGACATGGAGCAAACCTCAAAAAACCGTTCTCAGTTCGGACTGTAGTCT 
GCAACTCGACTACACGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAG 
CTGGTAATGCCCGAAGTCGGTTTATAAACAAACTGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGGTAGCAATACCTTAGCGGCGAATGGGTGAGTAACACGTACTCAACGTACCTTTTAGAT 
TGGAATAGCGGGTGGAAACATCCGATAATGCCGAATACTTATTAAGATCGCATGGTTTTAATATAAAAAGAAGCGTTTGCTTCGCTGAAAGATCGGAGTGCGCAA 


CATTAGCTTGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAAGTCTGATGGAGCGACACAGCGTGCAGGATGAAGGCCCTATGGGTTGTAAACTGCTGTGGTTAGGGAAG 
AAAAAGTAATATAGGAAATGATATTACCTTGACGGTACCTGATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATC 
CGAAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGGCGTTAAATTTTGGGGCTCAACCCCAAAACGCGTTGGATACTGGCAAACTGGAGTTATG 
TAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACATCAATATGGCGAAGGCAGCTAACTGGGCATACACTGACACTGAGAGAC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGATCATTAGTTGATGGGGAACTCATCGACGCAGCTAACGCATTAAATGA 
TCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTT 
ACCCACTCTTGACATCTTCTGCAAAGCTATGGAGACATAGTGGAGGT TAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTT 
AAGTCCTGCAACGAGCGCAACCCTTGTCCTTAGTTACTAACATTTAGTTGAGCACTCTAAGGAGACTGCCCGAGTAATCGGGAGGAAGGTGGGGACGACGTCAAA 
TCATCATGCCTCTTACGAGTGGGGCTACACACGTGCTACAATGGACGGTACAAAGAGAAGCGAAGTGGTGACATGGAGCAAACCTCAAAAAACCGTTCTCAGTTC 
GGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTC 
AAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAAGAAACTGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACGT 
GCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGGTAGCAATACCTTAGC 
GGCGAATGGGTGAGTAACACGTACTCAACGTACCCTTCAGTTTGGGATAGCGGGTGGAAACATCCGATAATACCAAATACTTATTGTTTTCGCATGAAAATAATA 
GAAAAGGAGCGATTGCTTCGCTGGAGGATCGGGGTGCGCAACATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTG 
AACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCAGG 
ATGAAGGCCCTATGGGTTGTAAACTGCTGTGGTAAGTGAAGAAAAAGTAGTGTAGGAAATGACATTACCTTGACGGTAGCTTATTAGAAAGCAACGGCTAACTAT 
GTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGGCGTTAAATTTTGGGGCT 
CAACCCCAAACCGCGTTGGATACTGGCAAGCTAGAGTTATGTAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAAAAT 
GGCGAAGGCAGCTAACTGGGCATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGATCATTA 
GCTGATGGGGAACTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATGGAGACATAGTGGAGGTTAACAGAATGACAGATG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCCTTAGTTACTAACATTAAGTTGAGCACTCTAAGGAG 
ACTGCCCGAGTAATTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGCCGATACAAAGAGAAGCAAG 
ATGGTGACATGGAGCAAACCTCAAAAAGTCGGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGC 
TACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAACAAACTGCCTAAGGCAGGACTGGT 
GACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAA 
TACATGCATGTCGAGCGAAGGTAGCAATACCTTAGCGGCGAATGGGTGAGTAACACGTACTCAACGTACCTTTTAGATTGGGATAGCTAACGGAAACGTTGGATA 
ATACCAAATACTTATTAGTTTCGCATGAAACTAATATAAAAGGAGCCTTTAAAGCTCCGCTGAAAGATCGGGGTGCGCAACATTAGCTAGTTGGTGAGGTAACGG 
CCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCA 
CAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCAGGATGAAGGTCCTATGGATTGTAAACTGCTGTGGTAAGGGAAGAAAAAGTAACTTAGGAAATGAAGTT 
ACCTTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGAAATTATTGGGCGTAAAGCGTCT 
GTAGGTTGTTTGTTAAGTCTGGCGTCAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGCAGACTAGAGTTATGTAGAGGTTAGCGGAATTCCTTGTGA 
AGCGGTGAAATGCGTAGATATAAGGAAGAACACCATTATGGCGAAGGCGGCTAACTGGGCATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCCTAAACGATGATCATTAGCTGATGGAGAATTCGTCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTACGTTCGCAAG 
AATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAA 
GCTATAGAGATATAGTGGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTT 
ATCCTTAGTTACTACCATTAAGTTGAGGACTCTAAGGAGACTGCCGGAGTAATCCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGC 
TACACACGTGCTACAATGGACAGTACAAAGAGAAGCAAAATGGTGACATCAAGCAAACCTCAAAAAACTGTTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTC 
ATGAAGTTGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCG 
AAGTCGGTTTATAAAGAAACTGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAACACGTACTCAACG 
TACCCTTTAGATTGGGATAGCAAGTGGAAACATTTGATAATACCAAATACCTATCATTTTCGCATGAAGATGATACAAAAGGTCCGTTTGGACCGCTAAAGGATC 
GGGGTGCGCAACATTAGCTAGTTGGTGAGGTAAAGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACTGAGATACGGCCC 
AGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCAGGATGAAGGTCCTATGGATTGTAAACTGCTGT 
GGTAAGGGAAGAAAAAACAGTATAGGAAATGATATTGTTCTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTG 
CAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGGCGTCAAAATTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGCAAG 
CTAGAGTTATGTAGAGGTAAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAATTTGGCGAAGGCAGCTTACTGGACATATACTGA 
CACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGATCATTAGCTGATGGGGAACTCATCGGCGCAGCTAAC 
GCATTAAATGATCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACG 
CGTAGAACCTTACCCACTTTTGACATCTTCCGCAAAGCTATGGAGACATAGTCGAGGTTAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTATCCTTAGTTACTAACATTTAGTTGAGCACTCTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGG 
ACGACGTCAAATCATCATGCCTCTTACAAGTGGGGCAACACACGTGCTACAATGGAAGGTACAAAGAGAAGCGAAATGGCGACATGGAGCAAACCTCAAAAAACC 
TTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACA 
CACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATTAACAAACTGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCC 
TACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTGCTTCGGT 
AACTTAGCGGCGAATGGGTGAGTAACACGTACTCAACGTACCCTTTTGATTGGGATAGCAAGTGGAAACATTTGATAATACCAAATACGCATTATTTTCGCATGA 
AGATAATGTAAAAGGAGCTTTACGGCTTCGCAAAAGGAGCGGGGTGCGCAACATTAGCTAGTTGGTGAGGGTAATGGCCCACCAAGGCGATGATGTTTAGCGGGG 
TTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAAGTCTGATGGAGCGACA 
CAGCGTGCAGGATGAAGGCCCCATGGGTTGTAAACTGCTGTGGTAAGGGAAGAAAAAGTTCTATAGGAAATGATAGAACCTTGACGGTACCTTATTAGAAAGCAA 
CGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGACGTCAA 
AACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCTTACTAGAGTTATGTAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGGAATGCGTAGATATAAGGAAG 
AACACCAATATGGCGAAGGCAGCTAACTGGACATACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAAC 
GATGATCATTAGCTGATGGAAAATTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGAT 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAGGTTAACAG 
AATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCCTTAGTTACTACATTAAGTTGAGCA 
CTCTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTACAAA 
GAGAAGCAATATGGCGACATGGAGCAAACCTCAAAAAACCGATCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGA 
TCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAACAAACTGCCTAAGG 
CAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACGTGCGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAACACGTACTCAACGTACCCTTTAGATTGGGATAGCG 
GTTGGAAACAGCCGATAATACCAAATATGCACATTTTTCGCATGAAARGTGTGTGAAAGGAGCAATTGTTCCGCTAAAGGAGCGGGGTGCGCAACATTAGCTAGT 
TGGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAG 


TAGGGAATATTCCACAATGGACGAAAGTCTGATGGAGCGACACAGCGTGCAGGATGAAGGCCCCATGGGTTGTAAACTGCTGTGGTAAGGGAAGAAAAAGCAGAA 
GAGTGGAACGCTTTTGCCTTGACGGTACCTTATTAGAAAGCGACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATT 
GGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGACGTCAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGCATACTAGAGTTATGTAGAGGTTAG 
CGGAATTCCTTGTGAAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAATATGGCGAAGGCAGCTAACTGGACATATACTGACACTGAGAGACGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGATCATTAGCTGATGGAAAATTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAG 
TAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTT 
GACATCTTCTGCAAAGCTATAGAGATATAGTGGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTACGGTTAAGTCCTGCA 
ACGAGCGCAACCCTTGTCCTTAGTTACTAACATTAAGTTGAGCACTCTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCC 
TCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTACAAAGAGAAGCAAACTGGTGACAGGGAGCAAACCTCAAAAAACCGATCTCAGTTCGGATTGTAGT 
CTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGG 
AGCTGGTAATGCCCGAAGTCGGTTTATAAACAAACTGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGT 
AACACGTACTCAACGTACCCTTTAGCTTGAGATAGCAGTTGGAAACAACTGATAATATCAAATACGCATCTTTGTCGCATGAYGCAGATGTAAAAGAACCTTCAC 
GGGTTCGCTAAAGGATCGGGGTGCGCAACATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTG 
GGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAAGTCTGATGGAGCGACACAGCGTGCAGGATGAAGGCCCCAT 
GGGTTGTAAACTGCTGTGGTAAGGGAAGAAAAAACCGAAGAGGAAATGCTTTGGTCTTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCG 
CGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGGCGTCAAAACTTGGGGCTCAACCCCAAATCG 
CGTTAGATACTGGCATACTAGAGTTATGTAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAATATGGCGAAGGCAGCT 
AACTGGACATAYACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGATCATTAGCTGATGGAAAAT 
TCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAACGCTATAGAGATATAGTTGAGGTTAACAGAATGACAGATGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTATCCTTAGTTACTAACATTTAGTTGAGCACTCTAGGGAGACTGCCCGAGTAA 
TTGGGAGGAAGGTGGGGAYGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTACAAAGAGACGCAAACTGGTGACAGGGA 
GCAAACCTCAAAAAACCGATCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACG 
TTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATTAACAAACTGCCTAAGGCAGGACTGGTGACTGGGGTTAAG 
TCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCG 
AGCGAAGGTAGCAATACCTTAGCGGCGAATGGGTGAGTAACACGTGCTCAACGTACCCTTCAGTTTGGCATAGCGACTGGAAACAGTCGATAATTCCAAATACTC 
GTAATTTTCGCATGAAGATTACGTAAAAGARGCGTTTGCTTCGCTGRAGGATCGGGGTGCGTAACATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGATGA 
TGTTTAGCGGGGTTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGAAAGCCT 
GATGGAGCGACACAGCGTGAAGGATGAAGGTCCTATGGATTGTAAACTTCTGTGGTGAGGGAAGAAAAGACAGAATAGGAAATGATTTTGTTTTGACGGTACCTT 
ATTAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAA 
GTCTGGCGTTAAATTTTGGGGCTCAACCCCAAAACGCGTTGGATACTGGCAGACTAGAGTTGTGTAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTA 
GATATAAGGAAGAACACCAATATGGCGAAGGCAGCTAACTGGACATATACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCCTAAACGATGATCATTAGCTGATGGGGAACTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGA 
ATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATGGAGACATAGT 
GGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTATCCTTAGTTACTACC 
ATTTAGTTGAGGACTCTAAGGAGACTGCCCGAGTAATCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAA 
TGGCCGGTACAAAGAGAAGCGAAGTGGTGACATGGAGCAAACCTCAAAAAACCGGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGC 
TAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAAC 
AAACTGCCTAAGGCAGGACTGGTGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATCTTCATTAGCTTGCTTTTGAAGATCAGCGGCGGACGGGTGAGTAACACGTGGGC 
AACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAATCCTTTCCCTCACATGAGGGAAAGCTGAAAGACGGTTTCGGCTGTCACTTA 
CAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGCCTTCGGGTCGTAAAGT 
TCTGTTGTCAGGGAAGAACAAGTATCGGAGTAACTGCCGGTACCTTGACGGTACCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACT 
GGGGAACTTGAGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAA 
CTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAG 
TGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAACCCTAGAGATAGGGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGA 
CAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGTCGCGAAGCCGCGAGGT 
CGAGCCAATCCCATAAATCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATG 
ATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTA 
ACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACT 
GGGTCTAATACCGGATATGACCTGCTGTCGCATGGCGGTGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCC 
TACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGA 
AGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCC 
GTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATC 
AGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGGTGGGTACTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTA 
GGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGC 
CAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACAT 
GCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTG 
GAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTG 
GCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGGGCAACCCTGGTGGCGAGTGGCGAACGGGTGAGTAATACAT 
CGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGCTCTACGGAGGAAAGGGGGGGATCTTAGGACCTCCCGCTACAGGGGC 
GGCCGATGGCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTT 


GTCCGGAAAGAAAACGCCGTGGTTAATACCCGTGGCGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
AAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTCCGCTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGGCGGG 
CTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACG 
CTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTCGGGTCTTCATTGACTTGGTAACGTAG 
CTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATG 
CAACGCGAAAAACCTTACCTACCCTTGACATGTATGGAATCCTGCTGAGAGGTGGGAGTGCCCGAAAGGGAGCCATAACACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCTAGTTGCTACGCAAGAGCACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCA 
GAAAACCGATCGTAGTCCGGATCGCACTCTGCAACTCGAGTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCT 
TGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGTAGGATTCATGACTGGGGTGAAGT 
CGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGCATGCCTTACACATGCAAGTCGAAC 
GGCAGCACGGGAGCAATCCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGTCCTGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGC 
ATACGCTCTGCGGAGGAAAGCGGGGGATCCTTCGGGACCTCGCGCTACAGGGGCGGCCGATGGCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACG 
ATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCC 
TGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACCTCGTGGTTAATACCCGTGGGGGATGACGGTACCGG 
AAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGCTAA 
GACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGGCGGGCTAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGT 
AGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCCTAAACGATGTCAACTAGTTGTCGGGTCTTCATTGACTTGGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC 
AAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTATGGAACCCTGCTGAGAG 
GTGGGGGTGCCCGAAAGGGAGCCATAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCC 
CTAGTTGCTACGCAAGAGCACTCCAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACG 
TCATACAATGGTCGGAACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCACTCTGCAACTCGAGTGCGTGAAGCT 
GGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTA 
GCCTAACCTGCAAAGGAGGGCGCTTACCACGGTGGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGCCTGTCAAGGCGCTTATGTTTTGGCAGG 
TTAAGCGGCGGACGGGTGAGTAACGCGTGAGCAACCTACCCTTGAGACAGGGATAACCCTGGGAAACCGGGGCTAATACCTGATATACTCTANNTAGGGCATCCT 
GATGGAGGAAAGGGCGGGAAGCCGCTCAAGGATGGGCTCGCGTCCCATCAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGACGGGTAGCCGGCCTGAGAG 
GGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTG 
AGCGAAGAAGGCCTTCGGGTCGTAAAGCTCGATAGTGTGGGAAGAAGGAATGACGGTACCACACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGAC 
GTAGGGGGCGAGCGTTGTCCGGAGTTACTGGGCGTAAAGGGCGCGTAGGCGGTCTAGCAAGTCAGGTGTAAAAGACCACGGCTCAACCGTGGAGGTGCACCTGAA 
ACTGCTAGGCTAGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCCCTGGACTG 
GCCCTGACGCTGAGCCCCGAGAACGTGGGGAGCCAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTGCTAGGTGTGGGGAGCGGAAGCTTTCC 
GTGCCGTAGGAAACCCAATAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGCCGAAAGGTGAGCGACCCTCTCTTATGGGAGGGAGCCTGCACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTGCCAGCGGGTGAAGCCGGGCACTCTAGAGGGA 
CTGCCGTCGATAAGACGGAGGAAGGTGGGGATGACGTCAAATCACATGCCCTATATGCCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAG 
GAGTGATCTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCG 
CGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCAACACCCGAAGCCGGTGGCCCAACCCGAGAGGAGGGAGCCGTCGAAGGT 
GGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTACGGGAACGTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNTTAATGCTAGCGGGATGCCTAATACATGCAAGTCGAACGAGGTGTTTACACCTAGTGGCGAACGGGTGAGTAACACGTATCTAACATACCTTTTAGTGGGGG 
ATAACTAGTCGAAAGATTAGCTAATACCGCATAATACATTACTATCGCATGAGAAAATGTTTAAAGTTGCGTTTGCAACGCTTTAAGATTGGGGTGCGGCGTATC 
AGATAGTTGGTGAGGTAACGGCTCACCAAGTCAATGACGCGTAGCTGTGCTGAGAGGCAGAACAGCCACAATGGGACTGAGACACGGCCCATACTTCTACGGAAG 
GCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGGAGCAATCCCGCGTGAACGATGAAGGTCTTATATTGATTGTAAAGTTCTTTTATTGGAGACGAA 
TTGCAAGGAGAGGAAATGCTCCTTGTTTGACTGTATCCATTGAATAAGTATCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGATGCAAGCATTATCCG 
GATTTACTGGGCGTAAAGCGAGCGCAGGCGGATTTGCAAGTCTGGTGTTAAATGCAGCTGCTTAACGGTTGTATGCATTGGAAACTGCAAGTCTAGAGTGCAGTA 
GGGAGTTCTGGAACTCCATGTGGAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGAGAACTTGGACTGTAACTGACGCTTAGGCTCGAAA 
GTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACCGTAAACGATGGTAATTAAATGTCGGCACGGAATGTGTCGGTGTTGCAGCTAACGCATTAAAT 
TACCCGCCTGGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTCGACGATACACGTAAAAC 
CTTACCCAGGTTTGACATCCTTTGCAAAGCTATAGAGATATAGTGGAGGTTAACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTATCTTATCTAGTGAGACTGCCAGCGTAAGCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
TTTATATCTGGGGCCGCAAACGTGCTACAATGGTCGGTACAAACTGTTGCCAACCCGTAAGGGGGAGCTAATCAGAGAAAGCCGATCTCAGTTCGGATTGAGGGC 
TGCAATTCGCCCTCATGAAGTTGGAATCACTAGTAATCGCAGATCAGCCATGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACTATGAGA 
GCTGGTAATACCTGAAACCGTTAGGCTAACCTCGTGAGGCTTGCGTCTAGGGTAGGACTGGTGATTGGAGTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATGGAAGCTTGCTTCCAGGCGTCGAGCGGCGGACGGGTGA 
GTAATGCATAGGAATCTGCCCGATAGTGGGGGATAACCTGGGGAAACCCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGC 
TATCGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTGCGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAG 
ACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAA 
AGCACTTTCAGTGGGGAAGAAATCCTCGGGGCCAATACCCTCGAGGGAGGACATCACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCGTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGA 
ACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTG 
ACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGGTCCTTGTGACCTT 
TGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCGTGCGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACGCACAGACAGGTGCTGCATGGCCG 
TCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTG 
ACAAACCGGAGGAAGGTGGGGACGACGTCAGGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAAGCCGCGAGG 
TGGAGCTAATCCCGAAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACTTCGGAGGGCGATCACCACGGTGTGGTTCATGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATG 
GCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCGAGTCGAGGGGTAACATGGTAGCTTGCTACCGATGACGACCGGCGCACGGGTGCGCAACGCGTATACA 
ATCTGCCCCCTACTGTGGGATAGCCCAGAGAAATTTGGATTAATACCACATGGTACCATATTACGGCATCGTATTTATGGTTAAAGGTTACGGTAGGGTATGAGT 
ATGCGTCCCATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACCGCGATGGGTAGGGGCCCTGAGAGGGGNATCCCCCACACTGGTACTGAGACACGGACCAGA 
CTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGCCTGATTCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTAT 


ACGGGAAGAAAAAGGGCTACGTGTAGCCTACTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCGAGCGTTAT 
CCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGATAAGTCAGGGGTAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGTCGGTCTTGAGTAAT 
AGTGAAGTTGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTGACTAACTATATACTGACGCTGATGGACG 
AAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGTCCTTGAAGACTGGGCGGCCAAGCGAAAGTGAT 
AAGTATCCCACCTGGGGAGTACGTTCSCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGG 
AACCTTACCAGGGCTTAAATGCATTTTGACAGGGGTAGAGATACCTTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTG 
TCAGGTTAAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCGAGTCATGTCGGGGACTCTAACGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGA 
CGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCCGGTACAGCGGGAAGCCATGCGGCAACGCAGAGCGGATCCACAAAACCGG 
TCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGGCAAGATCGGTAACTAGGGCTAAGTCGTAACAAGGTAGCCGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTAGCGATAGGCTTAACACATGCAAGTCGAGGGGCAGCATGAACTTAGCTTG 
CTAAGTTTGATGGCGACCGGCGCACGGGTGCGTAACGCGTATGCAACTTGCCTTACAGAGGGGGATAACCCGTTGAAAGGCGGACTAATACCGCATACACTTGCT 
TGGTTGCATGATCGGGCAAGGAAATATTTATAGCTGTAAGATAGGCATGCGTCCCATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGGGTAGGGG 
AACTGAGAGGTTTATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCA 
AGTCGCGTGAAGGATGACTGTCCTAAGGATTGTAAACTTCTTTTATACGGGAATAACGGGCGATACGTGTATTGCTGTGAATGTACCGTAAGAATAAGCATCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTTGTTCGGTAAGTCAGCGGTGAAAACT 
GAGCGCTCAACGTTCAGCGTGCCGTTGAAACTGCCGGGCTTGAGTTCAGAGGCGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAGGAAC 
TCCGATTGCGAAGGCAGCTTGCCATACTGCGACTGACACTGAAGCACGAAGGCGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGA 
TTACTAGGAGTTTGCGATATACCGTCAAGCTTCCACAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGATTGAAATGTAGACGACGGATGGTGAAAGCCGTCTTCCCTTCGG 
GGCGTCTATGTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCACATCGGTAGTTGCTAACAGGTTTA 
GCTGAGGACTCTACCGAGACTGCCGTCGTAAGGCGTGAGGAAGGTGTGGATGACGTCAAATCAGCACGGCCCTTACATCCGGGGCGACACACGTGTTACAATGGG 
AGGGACAAAGGGCAGCTACCGGGCGACCGGATGCGAATCTCGAAACCCTTCCCCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGATTCGCTAGTA 
ATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGTCGGGGGTACCTGAAGGGCGTAACCGCAAGGGGC 
GCACTAGGGTAATACCGGTGACTGGGGCTAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCAGG 
CTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGCAAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTG 
CTAATACCGTATACGTCCTTCGGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCA 
TAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATC 
CAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAG 
CAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCT 
GGAACTGCCTTTGATACTGGATGTCTTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGG 
CGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGG 
GCGGTTTACTGCTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCT 
AAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGG 
GCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCA 
GCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAA 
CCACGGTAGGGTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCATGCCTCACACATGCAAGTCGA 
ACGGGGTTAGGTTGAGAGCTTGCTTTTGACCTAACCTAGTGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTACAGNCTGGGATACCATCGGGAAACTGAT 
GTTAATACCGGATACACTTAAGATAACGCATGTTATCTTAAGGAAAGATTTATCGCTGTAGGATGGGCCTGCGTTCCATTAGCTAGTTGGTAGGGTAACGGCCTA 
CCAAGGCGACGATGGATAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCGCAAT 
GGGGGCAACCCTGACGCAGCAATGCCGCGTGAAGGAAGAAGGTCTTCGGATTGTAAACTTCTGTTAAGAGGGATGAAAAATGACAGTACCTCTAGAGGAAGCCCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGTGTAGGTGGTTAATTAAGTCAGGTGTTAAA 
ATGCGGGGCTCAACCCCGTAATGCACTTGAAACTGGTTAACTTGAGGNCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGA 
ACACCGGTGGCGAAGGCGACTTTCTGGCCTGCACCTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT 
GGGTACTAGGTGTAGGTGGTTTAGAGACCATCTGTGCCGCAGTTAACGCATTAAGTACCCCGCCTGGGGAGTACGATGGCAACATTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTCTGAAGGCTCTAGAGATAGAGCTGTCCCT 
TTTGGGCAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATACTTAGTTGCTAACAGT 
GAAGCTGAGCACTCTAAGTAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAAT 
GGCCTGAACAGAGGGCAGCGAAGGAGTGATCCGGAGCAAATCCCTAAAAACAGGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAGTTGCT 
AGTAATCGCGAATCAGCACGTCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCTGCAACACCCGAAGCCGGTGGGCTAACCG 
CAAGGAGGCAGCCGTCGAAGGTGGGGAAGATGATTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGC 
ATGCCTAATACATGCAAGTCGAGCGAATCAATAGGAGCTTGCTCCTTGAGATTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTACAGTTGGGGATA 
ACTCCGGGAAACCGGGGCTAATACCGAATAATCAGTTCCTTCGCATGAAGGAACTCTGAAAGATGGCATCTCGCTATCACTGTAGGATGGGCCCGCGGCGCATTA 
GCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGCGAGGGAAGAACACG 
TACGGGAGTAACTGCCCGTACCTTGACGGTACCTCGTCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAGGACTTGAGTACAGAAGAG 
GAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGC 
ACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCAGGTCTTGACATCCCACTGACCGGCATGGAGACATGCCTTTCCCTTCGGGGACAGTGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAATCTTAGTTGCCATCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAGAGGGCTGCAAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGT 
TCCCAGTTCGGATTGTAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGTCTTGTACACAC 
CGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTTTGGGAGCTAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACA 
AGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGAACGAACGCTGGC 
GGCAGGCCTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGAGTAACACGTGGGAACCTTCCCTATAGTACGGAATAGCCCAGGGAAACTT 
GGAGTAATACCGTATACGCCCGAGAGGGGAAAGATTTATCGCTATAGGATGGGCCCGCGTAGGATTAGCTAATTGGTGAGGTAATGGCTCACCAAGGCGACGATC 
CTTAGTTGGTTGGAGAGAACGACCACCAAATCTGGGATTGAGACACGCCCCAGATTTCTTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCTTCAATCCT 
TGATCCAGCCATGCAGCGTGAGTGATGAAGCCCTTAGGGTTATAAAGTTCTTTTGCCGGGGACGATAATGACGGTACCCGGAGAATAAGTCCCGGATAACTTCGT 
GCCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGTGGATTTGTAAGTCAGGGGTGAAATCCCGGGGCTCA 


ACCTCGGAACTGCCTTTGATACTGCAAGTCTTGAGTCCGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCGGTGGC 
GAAGGCGGCCCACTGGATCGGTACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCC 
GTTGGATAGCTTGCTATTCGGGTGGCGCAGCTAACGCATTAAGCGTCCCGCTTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGCTTTAATTCGACGCAACGCGAAGAACCTTACCAGTTCTTGACATTCACTGATCGCCTGGAGAGATCCGGGAGTCCCAGCAATGGGCAG 
TGGGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTAAGTTGGGC 
ACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACA 
ATGCGCAGCCACCTAGCAATAGGGCGCTAATCGCAAAAAGCCGTCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAATCGCTAGTAATCGCGC 
ATCAGCATGGCGCGGTGAATATGTTCCCGGGCTTTGAACACACCGCCCGTCACACCATGGGAGTTGGTCTTACCCTAAAACGGTGCGCTAACCGCAAGGAGGCAG 
CCGGCCACGGTAAGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGG 
CGGCGTGCTTAACACATGCAAGTCGAGCGGTAAAGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAG 
CGGTGGAAACGCCGTCTAATACCGGATACGACTCTCCGGCTCATGCTGGAGGGTGGAAAGTTTTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTG 
GGGTAATGGCCCACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTAGGG 
AATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTTACCACTCACGCAGGCTCCCAGTTCTCT 
GGGGGTTGACGGTAAGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGCGGCATGTCACGTCTGCTGTGAAAGACCGGGGCTTAACTTCGGTTTTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGAT 
TAGATACCCTGGTAGTCCATGCCGTAAACGATGGGCGCTAGGTGTGGGTACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGATAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACAT 
CACCCGTGGACCTGGAGAGATGTGGGGTCATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTTGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAAC 
GAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGC 
CCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAATGGGCGTGCGAGACCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGG 
GTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATG 
AAAGTCGGCAACACCCGAAACTTGCGGCCCAACCCGTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTAGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNGCGGCGTGCTTAACACATGCAAGTCGAACGGAGAGCGATGGAAGCTTGCTTCTATCAATCTTAGTGGCGAACGGGTGAGTAA 
CGCGTAACCAACCTGCCCTTCAGAGGGGGATAACAACGGGAAACCGTTGCTAATACCGCGTACGAATGGACTTCGGCATCGGAGTTCATTGAAAGGTGGCCTCTA 
TTTATAAGCTATCGCTGAAGGAGGGGGTTGCGTCTGATTAGCTAGTTGGAGGGGTAATGGCCCACCAAGGCAATGATCAGTAGCCGGTCTGAGAGGATGAACGGC 
CACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGACG 
GCCTTCGGGTTGTAAAGCTCTGTTAATCGGGACGAATGGTCTTTGTGCGAATAGTGCAGAGATTTGACGGTACCGGAATAGAAAGCCACGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCGTAAGTCTGTCTTAAAAGTGCGAGGCTCAACCT 
CGTGAGGGGATGGAAACTATGRAACTAGAGTATCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGG 
CGGCTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGG 
AGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATTGATGGACGAAACAAGAGATTGTTTTTCTCCTTCGGGAGCCAGAAAAC 
AGGTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTATGTTGCCAGCACTTCGGGTGGGAACTCA 
TGAGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGGCTTTAATAGAGG 
GACGCGAAGCCGCGAGGTGGAGCAAACCCCAGAAACAAGCTCTCAGTTCGGATCGTAGGCTGCAACTCGCCTACGTGAAGTCGGAATCGCTAGTAATCGCAGGTC 
AGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGAAGTACCCAAAGCCGGTGGGGTAACCTTCGGGAGCCAGCCG 
TCTAAGGTAAAGTCGATGATTGGGGTGAAGTCGTAACAAGGTAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCT 
GGCGGCATGCCTAATACATGCAAGTCGAACGAACCATCCTGAAGATTGAAGCTTGCTTCATGATTCAGACCTTGGTGAGTGGCGGACGGGTGAGTAACACGTGGG 
TAACCTGCCCAGAAGTGGGGGATAACATTTGGAAACAAGTGCTAATACCGCATAACAACTTAGATCACATGATCTTTGTTTAAAAGATGGTTTTGCTATCTCTTC 
TGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATAGCTCACCAAGGCGATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACA 
CGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAAC 
TCTGTTGTTGAAGAAGAACATATGTGAGAGTAACTGTTCACGTACTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGAATGTAGGCGGTTTATTAAGTTTGAAGTGAAAGCCCTCGGCTCAACCGAGGAAGTGCTTCGAAAACT 
GGTAAACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAA 
CTGACGCTGAGATTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAG 
TGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATACCATGAAAAGCTTAGAGATAAGTCTTTCCCTTCGGGGACATGGATACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATCAGTTGCCAGCATTCAGTTGGGCACTCTGGTGAGACTGCCGGTGATA 
AACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGTGCTGCGAACTCGCGAGGGCA 
AGCAAATCACTTAAAACCGATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGGGGTAACCCTTCGGGGAACTAGCCGCCTAAGGTGGGACAAATG 
ATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCCTA 
ACACATGCAAGTCGAGCGGAGGGGATAAAAGCTTGCTTTTTGAACCTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTAAGGAGGGGGATAACACT 
AAGAAATTGGTGCTAATACCGCATAAAGCTGATGCTTCGCATGAGGCGTTAGCCAAAGGAGCAATCCGCCTTAGGATGGGCCCGCGGCCCATTAGCTAGTTGGTG 
AGGTAACGGCTCACCAAGGCGACGATGGGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCCCTGACGATAATGACGGTAAGGGA 
GGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCTCTCTAAG 
TGGGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTCCAAACTGGAGAGC TAGAGTGCAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTA 
GATATTGGGAGGAACACCAGTGGCGAAGGCGGTTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCTGTAAACGATGGGTACTAGGTGTGGGAGGCGTAGCCTTCCGTGCCGCAGTTAACACATTAAGTACCCCGCCTGGGAAGTACGATCGCAAGATTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCGAATCCTGTAGAGATACGGG 
AGTGCCCCTTTGGGGAACGGTAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAG 
TTGCCAGCACTTCGGGTGGGCACTCTAAAGGGACTGCTAGGGTTAACCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGCCCTGGGGTACACA 
CGTGCTACAATGGCCGGTACAAAGAGCAGCGATGCCGCGAGGCGGAGCAAATCTTTAAAACCGGTCCCAGTTCAGATTGTAGGCTGCAACTCGCCTACATGAAGC 
CGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCGGCAACACCCGAAGTCAGT 
GGGCTAACCCGAAAGGGAGGCAGCTGCCGAAGGTGGGGTTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGGAGGCCTAACACATGCAAGCCGAGCGGTATTTTTTCTTTAGCT 
TGCTAAAGAGAAGAGAGAGCGGCGCACGGGTGCGGAACACGTGTGCAACCTGCCTTTATCTGGGGGATAGCCTTTCGAAAGGAAGATTAATACCCCATAATATAT 
TGATTGGCATCGATTAATATTGAAAACTCCGGTGGATAAAGATGGGCACGCGCAAGATTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAATGATCTTTAGGG 
GGCCTGAGAGGGTGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGAGAGCCTGATCCAGCC 
ATCCCGCGTGAAGGACGACGGACCTATGGTTTGTAAACTTCTTTTGTGCAAGAATAAACCCAGATACGTGTATTTGGCTGAAGGTATTGTACGAATAAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGCAGGCGGGCTTGTAAGTCAGTGGTGAAAGC 


CTACAGCTTAACTGTAGAACTGCCATTGATACTGCGAGTCTTGAGTATAGTTGAGGTAGCTGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAA 
CACCAATTGCGAAGGCAGGTTACCAAGTTATAACTGACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
CTAACTCGTTTTTGGATTTTCGGATTCAGAGACCAAGCGAAAGTGATAAGTTAGCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGATCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGGGAATTGACAGGTTTAGAAATAGATCTTTCTTCGGAC 
AATTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTAGGTTAAGTCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCCATCATTCAGTTGG 
GGACTCTAGTGAGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCCACACACGTGATACAATGGCCGGTA 
CAGAGGGCAGCTACACTGCGAAGTGATGCAAATCTCGAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGC 
GCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCGGTGACCGTAAAAGGAGCTGC 
CTAGGGTAAAACTAGTAACTAGGGCTAAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTC 
AGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCT 
GACTCCGGGATAAGCCGGGGAAACCCGGTCTAATACCGGATAGGACGTTCCGTCGCATGGCGGGGCGTGGAAAGGTTTTTCTCCGATCAGGGAGGGGCTCGCGGC 
CTATCAGCTTGTTGGTGGGGTGAAGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCGACG 
CAGGCCCGTGCTTCTGTGCGGGTTGACGGTAGGTGGAGAATAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGTAAGTCCGGGGCTTAACTCCGGTTTGGCAGTGGATACGGGCATGCTAGAGGTAGGCAGGG 
GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCG 
TGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGTGCCGTAGCTAACGCATTAAGC 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACC 
TTACCAAGGTTTGACATGCCGGGAAATCCTCCGGAGACGGGGGGTGCCTTCGGGCGTTCCGGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGTGGGCGTGCGATGCCGTGAGGCGGAGCGAATCCCTAAAAGCCG 
GTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACGTGCGGCCTAACCCTGCGGGGAGGGAGTGCGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCATGCCTTA 
CACATGCAAGTCGAACGGTAACAGGCCTTCGGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCGGTCGTGGGGGATAACGCAGCGAAAGC 
TGTGCTAATACCGCATACGATCTGAGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCGGTCGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCT 
ACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAA 
TGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGCTTTTGGCAGGAACGAAAAGCTCTGGGCTAATACCCTGGGGTGA 
TGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAG 
GCGGTTGTGCAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAATGGCGCTTGTGACTGCACGGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGC 
AGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCCTAAACGATGTCGACTGGTTGTTGGGCCTTGAGTGGTTCAGTAACGAAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCA 
AGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGCAGGAA 
TCCTGCAGAGATGTGGGAGTGCTCGCAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTA 
GGGCTACACACGTCATACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCTACAAAACCGGTCGTAGTCCGGATTGCAGTCTGCAACTCG 
ACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCTG 
CCAGAAGTGGGTAGCCTAACCGGCGACGGAGGGCGCTTACCACGGCAGGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGA 
TCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCATGGCTCAGATTGAACGCTGCGGTATGCTTAACACATGCAAGTC 
GAACGGTAACAGGCCTTCGGGCGCTGACGAGTGGCGGACGGGTGCGTAACGCGTAGGAATCTGCCTGGTAGTGGGGGACAACGTGGGGAAACTCACGCTAATACC 
GCATACGCCCTACGGGGGAAAGCGGGGGATCTTCGGACCTCGCGCTATCAGATGAGCCTGCGTTGGATTAGCTGGTTGGTAGGGTAAAGGCCTACCAAGGCGACG 
ATCCATAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCC 
TGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTTAATCGGGAGGAAAACCTGTCGGCGAATACCCGGCAGCTTGACATTACCGAT 
AGAAAAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGCCGTTTAAG 
TCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGGAGGGCTAGAGTTTAATAGAGGGGAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTA 
GAGATCGGAAGGAACACCAGTGGCGAAGGCGACTCCCTGGATTAAAACTTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACCCCGTAAACGATGTCAACTAGCCGTTGGTCTTATTGATAAGATTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAAC 
TCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCACCCCTTGACATCCAGAGAATCTGTGAGAG 
ATCGTAGAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCC 
TTAGTTGCCAGCGGGTGATGCCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGGGTGGGCT 
ACACACGTGCTACAATGGCCGGTACAGAGGGCAGCCAGCTCGCGAGAGTCAGCAAATCCCACAAAGCCGGTCCTAGTCCGGATTGCAGTCTGCAACTCGACTGCA 
TGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTGGGTTGCAAAAGAA 
GTGGGTAGTCTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCATGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGTAA 
CAGGCCTTCGGGCGCTGACGAGTGGCGGACGGGTGCGTAACGCGTAGGAATCTGCCTGGTAGTGGGGGACAACTTGGGGAAACTCAAGCTAATACCGCATACGCC 
CTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCGCTATCAGATGAGCCTGCGTTGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCCATAGC 
TGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGC 
AATACCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTTAATCGGGAGGAAAACCTGTCGGCCAATACCCGGCAGCTTGACATTACCGATAGAAAAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGCCGTTTAAGTCAGATGTG 
AAAGCCCCGGGCTTAACCTGGGAACTGCATTTGATACTGGAGGGCTAGAGTTTAATAGAGGGGAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGA 
AGGAACACCAGTGGCGAAGGCGACTCCCTGGATTAAAACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGTCAACTAGCCGTTGGTCTTATTGATAAGATTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCACCCCTTGACATCCAGAGAATCTGTGAGAGATCGTAGAGT 
GCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCCA 
ACAGTTCGGCTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGGGTGGGCTACACACGTGCT 
ACAATGGCCGGTACAGAGGGCAGCCAGCTCGCGAGAGTCAGCAAATCCCACAAAGCCGGTCCTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAA 
TCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGTCT 
AACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGATCACCTNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTGCGAGAAAGTTTCCTTCGGGAGATGAGTAGA 
GCGGCGCACGGGTGAGTAACGCGTGGATTATCTGCCCAGAAGTTCGGGATAACAGAGGGAAACTCCTGCTAATACCGGATGTGACCTACGGGTGAAAGGTGGCCT 
CTATTTATAAGCTACCGCTTTTGGATGAGTCCGCGTCTCATTAGCTTGATGGTGGGGTAACGGCCTACCATGGCGACGATGAGTAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGTCGTGTGAGGGAAG 
AAGGTTCTCGGATCGTAAACCTCTGTCAGAAGGGAAGAACCACGTAGGGCCCAATACGCCCTATGTCTGACGGTACCTTCAGAGGAAGCACCGGCTAACTCCGTG 


CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTCAGACGTGAAAGCCCACGGCTCAA 
CCGTGGAATTGCGTTTGATACTGCATAGCTTGAGTCCTGGAGAGGGAAGCGGAATTCCGGGTGTAGGAGTGAAATCCGTAGAGATCCGGAGGAACACCGGTGGCG 
AAGGCGGCTTCCTGGACAGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGGTG 
TCGGGGAGCGATCTTCGGTGCCGTAGTTAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACATCTCCCAAACGCCCTTGAAAGAGGGAAGTGCCCTTCGGGGAATGGGATG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCAGGTAAGGCTGGGCAC 
TCTAAAGAGACCGCCGCGGTCAACGTGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGCGCATACAAT 
GGGTAGCGAAACCGTGAGGTGGAGCCAATCTCAAAAAGTGCGTCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGGGGA 
TCAGCATGCCCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGTTCTACCCGAAAGCGCCGGGCTAACCCTCGGGAGGCAGG 
CGTCTACGGTAGGGCTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAG 
TTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTTTAGACTGGTGCTTGCACTAGTCTAAGGAGTTGCGAACGGGTGAGT 
AACGCGTAGGTAACCTGGCTCATAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATGACACTAGAATACACCTGTATTTTATTTAAAAGGGGCAAATG 
CTCCACTATGAGATGGACCTGCGTTGTATTAGCTAGTAAGTAGGGTAAAGGCCTACCTAGGCGACGATACATAGCCGACCTGAGAGGGTGAACGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGA 
TCGTAAAGCTCTGTTGTTAGAGAAGAATGGTGTAGGGAGTGGAAAATCCTACACGTGACGGTAACTAACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGATAAGTCTGAAGTTAAAGGCCGTGGCTCAACCATGGTATGCT 
TTGGAAACTGTCAAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCT 
GGTCTGTAACTGACGCTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCCTTTCCG 
GGGCTTAGTGCCGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCCTGACCGGTCTAGAGATAGACATTCCCTTAGGGGCAGGAGTGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGC 
CGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAGCCGG 
TGACGGCAAGCTAATCTCTTAAAGCCAATCTCAGTTCCGAATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAACGCTAGTAATCGCGGATCAGCACGCCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCATTTGGAGCCAGCCGCCTAAGGTGGGA 
TAGATGATTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTAA 
TACATGCAAGTCGAACGCACAGCGAAAGGTGCTTGCACCTTTCAAGTGAGTGGCGAACGGGTGAGTAACACGTGGATAACCTACCTCAAGGTTGGGGATAACATT 
TGGAAACAGATGCTAATACCGAATAAAACTTCGTATCGCATGATACAAGGTTAAAAGGCGCTACGGCGTCACCTAGAGACGGATCCGCGGTGCATTAGTTAGTTG 
GTGAGGTAAAGGCCTACCAAGACAATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCTGCAGTA 
GGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGTGTGATGAAGGCTTTCGGGTCGTAAAGCACTGTTGTATGGGAAGAACAGCTAGAGTAG 
GGAATGACTTTAGTGTGACGGTACCATACCAGAAAGGGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCCCGAGCGTTATCCGGATTTATTGGGC 
GTAAAGCGAGCGCAGACGGTTGATTAAGTCTGATGTGAAAGCCCGGAGCTCAACTCCGGAAAGGCATTGGAAACTGGTCAACTTGAGTGCAGTAGAGGTAAGTGG 
AACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGCGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTAGC 
AAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAACACTAGGTGTTAGGAGGTTTCCGCCTCTTAGTGCCGAAGCTAACGCATTAAGTGTTCCGCC 
TGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGG 
TCTTGACATCCTTTGAAGCTTTTAGAGATAGAAGTGTTCTCTTCGGAGACAAAGTGACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGATGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAGA 
TCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCGTATACAACGAGTTGCCAACCTGTGAAGGTGAGCTAATCTCTTAAAGTACGTCTCAGTTC 
GGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCA 
CACCATGGGAGTTTGTAATGCCCAAAGCCGGTGGCCTAACCGTAAGGAGGGAACCGTCTAAGGCAGGACAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTA 
GGAGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGC 
AGCGAGAGGTGCTTGCACCTTTCAAGCGAGTGGCGAACGGGTGAGTAACACGTGGATAACCTGCCTCAAGGCTGGGGATAACATTTGGAAACAGATGCTAATACC 
GAATAAAACTTAGTATCGCATGATATAAAGTTAAAAGGCGCTACGGCGTCACCTAGAGACGGATCCGCGGTGCATTAGTTAGTTGGTGAGGTAAAGGCTCACCAA 
GACAATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCTGCAGTAGGGAATCTTCCACAATGGGC 
GCAAGCCTGATGGAGCAACGCCGCGTGTGTGATGAAGGCTTTCGGGTCGTAAAGCACTGTTGTATGGGAAGAACAGCTAGAATAGGGAATGATTTTAGTGTGACG 
GTACCATACCAGAAAGGGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGACGGT 
TGTTTAAGTCTGATGTGAAAGCCCGGAGCTCAACTCCGGAAAGGCATTGGAAACTGGACAACTTGAGTGCAGTAGAGGTAAGTGGAACTCCATGTGTAGCGGTGG 
AATGCGTAGATATATGGAAGAACACCAGCGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTG 
GTAGTCCACACCGTAAACGATGAACACTAGGTGTTAGGAGGTTTCCGCCTCTTAGTGCCGAAGCTAACGCATTAAGTGTTCCGCCTGGGGAGTACGACCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGAAGCT 
TTTAGAGATAGAAGTGTTCTCTTCGGAGACAAAGTGACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATTGTTAGTTGCCAGCATTCAGATGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAGATCATCATGCCCCTTATGACC 
TGGGCTACACACGTGCTACAATGGCGTATACAACGAGTTGCCAACCTGCGAAGGTGAGCTAATCTCTTAAAGTACGTCTCAGTTCGGACTGCAGTCTGCAACTCG 
ACTGCACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTAATG 
CCCAAAGCCGGTGGCCTAACCGTAAGGAGGGAACCGTCTAAGGCAGGACAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGG 
ATTAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCGGGATGCATGTTC 
TGGGGTGGAAAGTTTTTCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGA 
TGACGGCCTTCGGGTTGTAAACCTCTTTCACCCATGACGAAGCGCAAGTGACGGTAGTGGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATCCCGCAGCTCAACTGCGGGCTTGCAGGCGAT 
ACGGGCAGACTCGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAG 
TAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGA 
TCCGTGCCGTAGCCAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACCGGACGACTGCAGAGATGTGGTTTCCCTTGTGGCCGGTAGACAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCACGTGATGGTGGGGACTCGCAGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAGAGGGCTGCGATACCGTGAG 
GTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGA 
TCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCT 
AGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAGAAAGTGCTTGCACTTTTGAGACCGGCGCACGGGTGAGTAACGCGTATGCAATCTACCTTATACAGGGGAA 
TAGCCCAGGGAAACTTGGATTAATGCCCCATAGTCTATATTGAGAGCATTTGATATATAGTAAAGATTTATCGGTATAAGATGAGCATGCGTACCATTAGCTAGT 
TGGTGTGGTAACGGCACACCAAGGCAACGATGGTTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAG 
TGAGGAATATTGGACAATGGGCGAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTTTACCGGAAGAAACACCCCTA 


CGTGTAGCGGCTGACGTTACCGTACGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCCGTAATACGGAGGGTGCAAGCGTTATCCGGAATTATTGGGTTTAA 
AGGGTCCGTAGGCGGGCCGTTAAGTCAGGGGTGAAAGTCTGCGGCTCAACCGTAGAAATGCCCTTGATACTGGCGGTCTTGAATCGTTGTGAAGTGGCTAGAATA 
TGTGGTGTAGCGGTGAAATGCTTAGATATCACATAGAATACCGATTGCGAAGGCAGGTCACTAACAACGTATTGACGCTGATGGACGAAAGCGTGGGGAGCGAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGCACACATTGGTGTGCTGGGTGGCCAAGCGAAAGTGATAAGTATCCCACCTG 
GGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTTGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGC 
TTAAATTTGGTCTGACAGGATTGGAAACAGTCTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCT 
ATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCAT 
CACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCAGGTACAATGGGCAGCCACTGCGTGAGCAGGAGCGAATCCACAAAACCTGTCTCAGTTCGGATC 
GGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCC 
ATGGAAGCTGGAAGCACCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGGTGAAGCTGGCAACTAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNTAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGT 
GGCGGACGGGTGAGTAATGCATGGAAATCTGCCCTGAGGTGGGGGACAACGTTGGGAAACTAACGCTAATACCGCATAACCTCTTTGGAGCAAAGCAGGGGATCT 
TCGGACCTTGTGCCTTGGGATGAGTCCATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCCGGCCTGAGAGGGTGGTCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGC 
CTGCGGGTTGTAAAGCACTTTTGTCAGTGAAGAACAGGTTTAGGTTAATACCCTGAACACTTGACGTTAACTGAAGAATAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGATGATTAAGTCTGATGTGAAATCCCCGGGCTCAACCTGGG 
AATTGCATTGGATACTGGTCGTCTAGAGTATGGTAGAGGGAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAAGAACACCAATGGCGAAGGCA 
ACTTCCTGGGCCAATACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTTGTCGTTGGGA 
GGGTTTAGCCTTTCAGTGACGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTGGCCTTGACATCCTCGGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACCGAGTGACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCCAGCACTTCGGGTGGGAACTCTAG 
AGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGGCGGTACAGAGGGTA 
GCCAACCCGCGAGGGGGAGCCAATCCCACAAAGCCGCTCCTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGC 
ATTGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTAC 
CACGGTGTGATTCATGACTGGGGTGAAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCC 
TAATACATGCAAGTCGAGCGAACTGATGAGGAGCTTGCTTCTTCTGATTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTAATAAATTGGGATAACT 
CCGGGAAACCGGGGCTAATACCGAATAATCCATTTTGTCACATGGCAAAATGCTGAAAGGCGGTTTCGGCTGTCACTACTAAATGGGCCCGCGGTGCATTAGCTA 
GTTGGTGGGGTAATGGCCTACCAAGGCAACGATGCATAGCCCACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAACAACACCCCGTGAGTTATGAAGGTTTTCGGATCGTAAAACTCTGTTTTAAGGGAAGAACAAGTACG 
TTAGTAACTGAACGTACCTTGACGGTACCTTATTAAAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAATTAGGTGGCAAGCGTTGTCCGGATTTATT 
GGGCGTAAAGCGCGCGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAAA 
GTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCCGTAACTGACACTGAAGCGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTC 
CGCCTGGGGAGTACGGCCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAAAACCTTAC 
CAGGTCTTGACATCCCGGTGACCACTGTAGAGATATAGTTTTCCCCTTCGGGGACATTGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCATCATTTAATTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAAGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTTCTACAATGGACGATACAAACGGTTGCCAACTCGCGAGAGCACGCTAATCTCATAAAATCGTTCT 
CAGTTCGGATTGTAGGCTGCAACTCCCCTACATGAAGCCGGAATCCCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCACGAGAGTTTGTAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGACGGGTGAGTAATGCTTGGGGAT 
CTGCCCGGTCGAGGGGGATAACCGTTGGAAACGACGGGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGACCTTCGGGCCTTGCGCGATTGGATGAACCC 
AAGTGAGATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGTCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATCGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGG 
TGAGGAAAGGAGGTTGGCTAATACCTGACCTCTGTGACGTTAACCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCG 
TTAATCGGAATAACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGCCAGATGTGAAAGCCCCGGGCTCAACCCGGGAACTGCATTTGGAACTGGCAGACTAGA 
GTCTTGGAGAGGGGGGTAGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGCCAAAGACTGACGCTCAG 
GTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTTGGAGTCTGTGCCATTTGAGCGCGGGTTCCGGAGCTAA 
CGCGTTAAGTTGACCGCCTGGGGAGTACGGCCGCGAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAAC 
GCGAAGAACCTTACCTACCCTTGACATACAGCGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACGCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTTTTTGCCAGCGGGTGATACCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGA 
AGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAACTCGCGAGAGTAAGCGAATCCC 
AAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCC 
TTGTACACACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTGAGGACGAACGCTGGCGGCGTGCCTAACACAT 
GCAAGTCGAACGGGGTTTAGTAAGAAGTTTACCTTTTCCTAAACCTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTACCCCATAGCCTGGGATAACGCCGG 
GAAACCGGTGCTAATACCAGATACGTTCATTGGATCGCCTGGACTGATGAAGAAAGGTNCAAACCGCTATTGGATGGATCCGCGTCCCATTAGCTAGTTGGTAGG 
GTAACGGCCTACCAAGGCCGCGATGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TCTTCCTCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTCTTCGGATTGTAAAACTCTGTCCAAAGGGAAGAAGAGAGTGNCGGTACCTT 
TGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCCTCGTAA 
GTCAGTCGTGAAACCCAGCGGCTCAACCGCTGGCTGGCGATTGAAACTACCGAGCTTGAGTGCAGTAGAGGGGAGTGGAATTCCCAGTGTAGCGGTGAAATGCGT 
AGATATTGGGAGGAACACCAGTGGCGAAAGCGGCTCCCTGGCCTGNAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGGGTGCTAGGTGTTGGGGGTATCGACCCCCCCCAGTGCCGCAGTTAACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGCCAGCCATGGA 
AANANAGCCTTTTATCTTCGGATAAACAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCC 
TACCTTTAGTTGCCAGCAAGTAATGTTGGGCACTCTAAAGGGACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGATCT 
GGGCTACACACGTACTACAATGGCCGGTACAGACGGACGCGCAGCCGCGAGGTGAAGCGAACCCGATAAAGCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGC 
CTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGTGGTGAATACGTTCCCGGGCCTTGTANANACCGCCCGTCACACCNCGAAAGTTGGCAACAC 
CCGAAGCCGGTGAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACA 
TGCAAGTCGAACGAAAATACCAAAGCAGCAATGCGGGGGTATTTTAGTGGCGGACGGGTGAGTAACGCGTGAGCAATCTGCCTTTTGGAGGGGGATACCGACTGG 
AAACGGTCGTTAATACCGCATAACGTATATGGACGACATCGTCCGTATACCAAAGGAGCAATCCGCCGAAAGATGAGCTCGCGTCTGATTAGCTAGTTGGCGGGG 
TAAAGGCCCACCAAGGCGACGATCAGTAGCCGGACTGAGAGGT TGAACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTCAAGGAAGAAGGCCTTCGGGTTGTAAACTTCTTTTACCAGGGAAGAAGAAGTNCGGTNCCTGGAA 
AACAAGCCACGGCTATCTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGCATTGCAAGTC 
AGATGTGAAATGCCGGGGCTTANCCCCGGAGCTGCATTTGAAACTGTAGAGCTTGAGTGATGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGA 
TATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 


CTGTAAACGATGGATACTAGGTGTGGGAGGTCTGACCCCTTCCGTGCCGGAGTTAACACAATAAGTATCCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGATTTGACATCCTACTAACGAGGTAGAGATAC 
GTCAGGTGCCCTTCGGGGAAAGTAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGC 
TAGTTGCTACGCAAGAGCACTCTAGCGAGACTGCCGTTGACAAAACGGAGGAAGGCGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGT 
ACTACAATGGCGGTTAACAGAGGGAAGCAAGACAGTGATGTGGAGCAAATCCCTAAAAACCGTCTCAGTTCGGATCGCAGGCTGCAACCCGCCTGCGTGAAGTCG 
GAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCGGGAATACCCGAAGTCCGTAG 
TCTAACCGCAAGGGGGACGCNGCCGAAGGTAGGTTCGATAATTGGGGTGAAGTCGTAACAAGGTAACCGTATCGGAAGGTGCGGCNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCCTTCGGGGTTAGCGGCGGACGGGTGAGTAA 
CACGTAGGCAACCTGCCTGTAAGATCGGGATAACTACCGGAAACGGTAGCTAAGACCGGATAGCTGGTTTTCTCGCATGAGGGAATCATGAAACACGGAGCAATC 
TGTGGCTTACGGATGGGCCTGCGGCGCATTAGCTAGTAGGTGAGGTAACGGCTCACCTAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGA 
TCGTAAAGCTCTGTTGCCAGGGAAGAACGCCCGGGAGAGTAACTGCTCTCGGGGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTTTTAAGTCTGGTGTTTAAGCCCGGGGCTCAACCCCGGTTCGCAT 
CGGAAACTGAGAGACTGGAGTGCAGGAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTCTG 
GACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGAT 
ACCCTTGGTGCCGAAGTCAACACAATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGAAAGGCCTAGAGATAGGCCCGGCCTTCGGGACAGAGGAGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACTTTAGTTGCCAGCATTCAGTTGGGCACTCTAGAGTGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGGAG 
CGATCCGGAGCGAATCCTTAGAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGG 
TGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGG 
TAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTT 
GATCCTGGCTCAGGATGAACTCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATGGTTCTTCGGAACCAGAGACCGGCGCACGGGTGCGTAACGCGTATGC 
AATCTACCTTTCACAGAGGGATAGCCCAGAGAAATTTGGATTAATACCTCATAGTATAGTGGTCTCGCATGAGATTGTTATTAAAGATTTATCGGTGAAAGATGA 
GCATGCGTCCCATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACTACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCA 
GACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTT 
ATACGAGAAGAAACACTGGTTCGTGAACCAGCTTGACGGTATCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGT 
TATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTCAGATAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATTCTGTCTGACTTGAA 
TTATTAGGAAGTAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACTAATATATTGACGCTGATG 
GACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTGGGAGCAATCTCAGTGGCTAAGCGAAAGTGAT 
AAGTATCCCACCTGGGGAGTACGAACGCAAGTTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGG 
AACCTTACCAAGGCTTAAATGTAGATTGACCGGTTTGGAAACAGACTTTTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTG 
TCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCAGTGTAAACTGTGAGGAAGGTGGGGA 
TGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTACAATGGACGGTACAGAGAGCAGCCACTGGGCAACCAGGAGCGAATCTACAAAACCGT 
TCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATTCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAACCNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAACCCTTCGGGG 
TGGATTTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGAGGGGGATAGCCTCCCGAAAGGGAGATTAATACCGCATAACATTATTTTTTCGC 
ATGAAGAGATAATCAAAGGAGTAATCCGCTTTGAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATGCGTAGCCGACCTG 
AGAGGGTGATCGGCCACATTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCG 
CGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCTGGGACGATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATATTTAAGTCAGATGTGAAATACCCGAGCTTAACTTGGGTGCTGCATT 
TGAAACTGGATATCTGGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGAT TAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGG 
ACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGAGGTATCGACC 
CCTTCTGTGCCGCAGTTAACACAATAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCCCCTGAATTACTCGTAACGGAGGAAGCCCTTCGGGGCAGGGAGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGAGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATTAGTTGCTACCATTAATTTGAGCACTCTAATGAGACTGCCCG 
GGTTAACCGGGAGGAAGGTGGGGAAGATGTCAAATTATCATGCCCCTTATGTCTAGGGATACACACGTGATACAATGGTTGGTACAACGAGACGCAAGACCGTGA 
GGTGGAGCAAAACTCAAACACCAATCCCATTTCGGATTGTAGGCTGAAACTCGCTTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAACACCCGAAGTCCGTGAGGTAACCGTAAGGAGCCAGCGGCCGAAGGTGGGGTCAA 
TGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATGAAAACCTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNCAAGTCNAACGGNCCCCGGGCTTCANCCTGGTGGCGANTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTCGTGGGGGAAACTAGTCGAAAGATT 
AGCTAATACGCATACGACCTGAGGGTGAAAGCGGGGGACCGGNAACGGCCTCGCGCGACAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAGAGCCTA 
CCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAAT 
GGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACGCGCTGGTTAATACCTGGCGTGGATG 
ACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGC 
GGTTTGATAAGACAGGCGTGAAATCCCCGAGCTCAACTTGGGAATGGCGCTTGTGACTGTCAGGCTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAG 
TGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGACGTGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCCTAAACGATGTCAACTANTTGTTGGGGATTCATTTCTTCAGTAACGTAGCTAACCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACTTACCTACCCTTGACATGCCACTAACGAA 
ACCAGAGATGNTCAGGTGCCCGAAAAGGAAAGTGGACCAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTCTCTAGTTGCTACGCAAGAGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGC 
TTCACACGTCATACAATGGTGCGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAACGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTAC 
GTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGA 
AGTAGTTAGCCTAACCGCAAGGAAGGCGATTACCACGGCAGGGTTCATGACTGGGGTGAAGTCGTAACAAGGTANCCGTATCGGAAGGTGCGGCTGGATCACCTC 
CNTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCTTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGG 
TTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTTCTGGTCGCAT 
GGCTGGGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTG 
AGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCACAGCTCAACTGTGAGCTTGCAG 
GCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCA 


CGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGATTAATTCGATGCAACGCGAAGAACTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTGGCCAGCGGATTATGCCGGGGACTCGCAGGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCG 
TGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGT 
GGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATG 
CAAGTCGAACGGTAACAGGCCTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTTATAGTGGGGGACAACGTGGGGAAACCCACGCT 
AATACCGCATACGCCCTACGGGGGAAAGGAGGGGATCTTCGGACCTTTCGCTATGAGATGAGCCTGCGTTAGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAG 
GCGACGATCTATAGCTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCG 
AAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAATTGGGAGGAAAACCTGCCGGTCAATACCCGGTAGCTTGACATT 
ACCTTTAGAAGAAGCACCGGCTAACACCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTC 
GTTAAGTCAGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTTGAAACTGGCGGACTAGAGTTTAGTAGAGGGGAGTGGAATTTCAGGTGTAGCGGTGAAA 
TGCGTAGATATCTAAAGGAACACCAGTGGCGAAGGCGACTCCCTGGACTAAAACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGTCCTATTTACAGGATTAGTGGCGCAGCTAACGCATTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTT 
AAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACACGAAGAACCTTACCTACCCTTGACATCCAGAGAATCTGT 
TAGAGATAGTAGAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCT 
TGTCCTTAGTTGCCAGCGGGTAATGCCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGGTA 
GGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCTGCGAACTTGCGAAAGTAAGCAAATCCCAGAAAGCCGGTCTTAGTCCGGATTGGAGTCTGCAACTCGA 
CTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAA 
AAGAAGTGGGTAGTCTAACCTTCGGGAGGGCGCTCACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGCTGGATCA 
CCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGATTGAACGCTGGCGGCATGCCTARCACATGGAAGTCGAGCGGGA 
GCGCGGGCGTTCCTGTGGCGGCGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTAGCGGGGGATAACTGGGGAAACTCGAGCTAATACTGCATACG 
CTACGGGGGAAAGCGGGGGACTTCGGGCCTCGTACTATCAGATGAGCCTGCGTCCGATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCGGTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCA 
ATGCCGCGTGTGTGAAGAAGGCCTNCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAAAGCCGCCGGTTAATACCCGGCGGTCTTGACATTACCCACAGAAGAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTGCGTGAGTTGGATGTG 
AAAGCCCCGGGCTTAACCTGGGAATTGCATCCAATACTGCGTAGCTAGAGTTTGGTAGAGGAAAGCNGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGG 
AGGAACACCAGTGGCGAAGGCGGCTTTCTGGATCAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAA 
CGATGAGAACTAGCTGTTGGGTGGATTTTACCGCTCAGTGGCGCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAACTTGTCAGAGATGACTTGGT 
GCCTTCGGGAACCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACATCTAGTTGCCA 
GCGGTTCGGCCGGGAACTCTAGATGGACTACCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTACACACGTGCT 
ACAATGGTCGGTACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCTCACAAAGCCGATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGCCGGAA 
TCGCTAGTAATCGCAGATCAGCACTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGCACCAGAAGTAGATAGTC 
TAACCTTGGGAGGACGTTTACCACGGTGTGGTCAATGATCTGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCCTAACAC 
ATGCAAGTCGAGCGGTAACAGAAAGTAGCTTGCTACTTTGCTGACGAGCGGNGGACGGGTGAGTAATGCCTAGGGATCTGCCCAGTCGAGGGGGATAACAGTTGG 
AAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGAACCTAGGTGGGATTAGCTAGTTGGTAAGGTAAT 
GGCTTACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGANTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAAGGTAGCAGCTTAATACGTTGT 
TGCTGTGACGTTACCTACAGAAGAAGGACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTA 
CGCAGGCGGTTCATTAAGCCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGGAACTGGTGAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGT 
GTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGCCTTGAGCACTGGGCTCCCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACG 
GCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCC 
AGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCCTATCCTTATTTGCCAGCGCGTAATGGCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGC 
CCTTACGAGTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGTTGCAAAGCCGCAAGGTCTAGCTAATCTCATAAAGCTCGTCGTAGTCCGGATTGGAGT 
CTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGGCTGCACCAGAAGTAGATAGTCTAACCTTCGGGAGGACGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTNACAAGGNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGGAACGTTGGGAGCTTGCTCCCTTCGTTTAGCG 
GCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAATACCGAATAGTTTTTTGCCCCTCCTGGGGCGGAACG 
GAAAGACGGTTTCGGCTGTCACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGT 
GATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAATGCCGCGTGAGT 
GACGAAGGTTTTCGGATCGTAAAACTCTGTTGTAAGGGAAGAACAAGTACCAAGTAACTACTGGTACCTTGACGGTACCTTACCAGAAAGCCACGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTC 
AACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGG 
CGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAG 
TGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGCCTAGGAGACTAGGCTTTCCCTTCGGGGACA 
GCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGG 
GCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTA 
CAAAGGGCTGCAAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCG 
TGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCACTTGTGGA 
GCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGGTTTTCGGACCCTAGCGGCGGACGGGTGAGTAATGCG 
TAGGAAGCTGCCCGATAGAGGGGGATACCAGTTGGAAACGACTGTTAATACCGCATAATGTCGACGACCAAAGTGTGGGGACCTTCGGGCCACATGCTATCGGAT 
GCGCCTACGTGGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTT 
CAGTGGGGAGGAAGGGTGTTGTGTTAATAGCACACGCATTTAACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTG 
CAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGCTTTTTAAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATCTGATACTGGGAA 
GCTAGAGTATGTGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAATACCAGTGGCGAAGGCGGCCCCCTGGCACAATACTGAC 
GCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGATGTTCGTGGTCTTGTACCGTGAGTATCGC 


AGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
CGCAACGCGAAGAACCTTACCTACTCTTGACATCTACAGAACTTGGTAGAGATACCTAGGTGCCTTCGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGATAAACCG 
GAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGTATGTACAGAGGGAGGCAAGCTGGCGACAGTGAGCGG 
ATCTCTTAAAGCATATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT TGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCCTAACACATGCAAGTCGAGCGGTAACATTTCT 
AGCTTGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACCATTGGAAACGATGGCTAATACCGCATAATGTC 
TACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGGTTTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCG 
CGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCC 
CCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGGGTGAAATGCGTACAGATCTGAAGGAATA 
CCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTC 
TACTAGGAGCTGGGGTCTTCGGACAACTTTTCCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGG 
AACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCGATTCGG 
TCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCA 
GGTACAGAGAGCAGCGAGCTAGCGATAGTGAGCGAATCCCTTAAAGCCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTA 
ATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTGGATAGTCTAACCTTCGG 
GAGGACGTTCACCACGGAGTGATTCATGACTGGGGTGAATCGTTACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGA 
ACGCTGGCGGTATGCCTAATACATGCAAGTCGAACGCTGAAGCACTCTGCTTGCAGAGTGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGGAACCTGCCCA 
TAAGAGGGGGATAACATTCGGAAACGGATGCTAATACCGCATAGGTGATGTGAGCGCATGCTCGGATCATTAAAGATGGCTTCGGCTATCGCTTATGGATGGCCC 
CGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTGTGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGAC 
TCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAATACCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGTTA 
GAGAAGAATAAGAGGTGTAGTAACTGGCACCTCCTTGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGACAAGC 
GTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGATGGTCATTGGAAACTGGAAGACTTG 
AATGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAATTGACGCTGA 
GGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGGAGCT 
AACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 
ACGCGAAGAACCTTACCAGTTCTTGACATCCTCTGACCACCCAAGAGATTGGGCTTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGTTGGCACTCTAGCGAGACTGCCGGTGATAAACCGGAGGAA 
GGCGGGGATGACGTCAAATCATCATGCCCCTTATGAACTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAGACCGCGAGGTTTAGCTAATCTCC 
TAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGAACGCCGCGGTGAATACGTTCCCGGGTCT 
TGTACACACCGCCCGTCACACCACGAGAGTTTGGAACACCCGAAGTCGGTCGAGTAACCCTTTTAGGGAGCTAGCCGCCGAAGGTGGGCTGGATGATTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTA 
ATACATGCAAGTCGTGCGGGGGTCTTCGGACCCTAGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCGTAAGACTGGGATAACTCCGGGAAACCGGTGCT 
AATACCAGATAATCTTCCTCTCCGCATGGAGAGGAAGTAAAAGGCTTCGGCCACTTACGGATGGGCCCGCGGCGCATTAGCTTGTTGGTGAGGTAACGGCTCACC 
AAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCGCAATGG 
GCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAACTCTGTTCTGAAGGAAGAAGCTCTGACGGTACTTCAGGAGAAAGCCCCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCATTTAAGTCAGGTGTGAAAG 
GCTGCGGCTCAACCGCAGAGCGGCACCTGAAACTGGATGACTTGAGTGCAGGAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGA 
ACACCAGTGGCGAAGGCGGCTCTCTGGCCTGTTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTT 
GAGTGCTAGGTGTCGGGGGGTCCTACCCTCGGTGCCGAAGGTAACCCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCGCTGACCGCTCCAGAGATGGAGCCTCCCTTC 
GGGGCAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTCAGTCCCGCAACGAGCGCAACCCTTATCGCCAGTTGCCAGCATTT 
CGGATGGGCACTCTGGCGAGACAGCCGGTGAAAGCCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGG 
CCAGTACAATGGGTTGCCAACCCGCGAGGGGGAGCCAATCCCATAAAACTGGTCTCAGTTCGGATCGCAGGCTGCAACTCGCCTGCGTGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTGAGGTAACCTTC 
TTGGAACCAGCCGCCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTATCCCTACCGGAAGGTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCCTCTTCGGAGGTGGAACGAGCGGCGAACGGGTGAGTAA 
CACGTGGGCAACCTGCCCGCAAGACTGGGATAGCTCCGGGAAACCGGAATTAATACCAGATAARCATCTTTTCCGCATGGAAAAGATGAGAAAGGTGGCTTCGGC 
TGCTACTTGYGGATGGGCCCGCGGCGCATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAGGACGGTCTTCGGA 
TTGTAAAGCTCTGTTCTGTAGGAAGAAGTCCTCGTGTTGAATAGATACGAGGRGTGACGTTACTACAGCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGCGCGCGTAGGCGGCTTCATAAGTCCGATGTCAAAGGCAGTGGCTCAACCACTGTACGCAT 
CGGAAACTGTGGAGCTTGAGTGCAGGAGAGGGGAGTGGAATTCTCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGACTCTCTG 
GCCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTTTCCG 
CCCTTCAGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCGCTGACAGATCTAGAGATAGATCCTTTCTTCGGAACAGCGGTGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTCAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCAGCAGGTAATGCTGGGCACTCTAGAGAGACA 
GCCGATGAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCTGGAACAATGGGAAGCGAGACC 
GCGAGGTGGAGCCAATCCCAAAAAACCAGTCTCAGTTCGGATCGCAGGCTGCAACTCGCCTGCGTGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTTGCAACACCCGAAGTCGGTGAGAGAACCGTTAGGACTCAGCTGCCGAAGGTGGG 
GTAGATGACTGGGGTGAAGTCGTAACAAGGTATCCCTACCGGAAGGTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAA 
CGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGGGTTATTTCCTTCGGGAAATAACCTAGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCCTAAGA 
CTGGGATAACTCCGGGAAACCGGGGCTAATACCAGATAACCTCTTCCCTCGCATGAGGGAAGAGTAAAAGGCTTTTGCCACTTAGGGATGGGCCCGCGGCGCATT 
AGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGACGGCCTTCGGGTTGTAAAGCTCTGTTCTTGGGGAAGAAGGA 
AGTGACGGTACCCAAGGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGC 
AGGCGGCCAGGTAAGTCGGATGTGAAAGGCTACGGCTCAACCGTAGAGCGGCATCCGAAACTGTCTGGCTTGAGTGCAGGAGAGGGGAGCGGAATTCCCGGTGTA 
GCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGAAGATTGACTTCTCAGTGCCGCAGGTAACCCAATAAGCACTCCGCCTGGGGAGTACGGTC 


GCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCGC 
TGACCGGTGTAGAGATACGCCTTTCCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTCAGTCCCGCAACG 
AGCGCAACCCTTATCTCCAGTTGCCAGCACTTCGGGTGGGCACTCTGGAGAGACAGCCGGTGAAAGCCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGTCCTGGGCTACACACGTGCTACAATGGCTGGTACAAAGGGCAGCGAACCCGCGAGGGGGAGCCAATCCCAAAAAGCCAGTCTCAGTTCGGATTGCAGGCT 
GCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGT 
CTGCAACACCCGAAGTCGGTGAGGCAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTATCCCTACCGGAAGGTGGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCCCGCT 
TGCGGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTTGGAAACGGGGTCTAATACTGGATATTGACTTTTCC 
TCGCATGGGGATTGGTTGAAAGATTTATTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAACGACGC 
CGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAACAAGGCCAGTGTTTAGCTGGTTGAGGGTACTTGCAGAAGAAGCGCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCTTCTGCCGTGAAATTCCGGGGCT 
CAACTCCGGATCTGCGGTGGGTACGGGCAAACTAGATTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATG 
GCGAAGCCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAG 
GTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACTGGAAATACCTAGAAATAGGTGCCCCGCTTGCGGTC 
GGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCTTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTG 
GGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGAGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGT 
ACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATC 
GCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTGGGTAACACCCGAAGCCGGTGGCCTAACCNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAAGTAGCTTGCTACT 
TTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGA 
AAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGAACCCAGGTGGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGA 
GGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGT 
GTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTGGCGCCTAATACGTGTCAACTGTGACGTTACTCGCAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCG 
GGCTCAACCTGGGAATTGCATTTAAAACTGTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACC 
GGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGA 
TTTGGAGGCTGTGTCCTTGAGACGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCTGGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAA 
TCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTGCCAGCACGTAATGG 
TGGGAACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGC 
GTACAGAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCCAGTAA 
TCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGG 
AGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACTCTTCGG 
AGTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTACGGAATAACTCAGAGAAATTTGTGCTAATACCGTATAATGACTTCGGTCCAAAGATT 
TATCGCCCAAGGATGAGCCCGCGTAAGATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCCTAGGG 
TTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGAGCTAGCGTTGTT 
CGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTTTTAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAATTGCCTTTGAAACTGGAAAGCTAGAATCTT 
GGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTGACTGGACAAGTATTGACGCTGAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGTGCATGGCACTTGGGTGGCGCAGCTAACGCAT 
TAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCA 
GAACCTTACCAGCGTTTGACATCCTGATCGCGGATTAGAGAGATCTTTTCCTTCAGTTCGGCTGGATCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCCTAGTTGCCATCATTCAGTTGGGCACTCTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGG 
TGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCAACTACAGTGGGCAGCAACGGGCGACCGGTAGCTAATCTCCAAA 
AGTTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTTTCACCCGAAGGCAGTGCTCTAACCCGCAAGGGAGGAAGCTGACCACGGTGGGATCAGCGACTGGGGTGAAGTCG 
TAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATGAACGCTGGCGGCATGCCTAACACA 
TGCAAGTCGAACGAAGGCTTCGGCCTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACAGTTAGAAATGACTGCTAATACCGG 
ATGATGTCGTAAGACCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCCTTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCG 
CGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTA 
ATACGAGGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCCGGGGCTCAACTCCGGAATTGCCTT 
TAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGG 
ACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTGGTG 
CTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGTCCGGACGATTTCCAGAGATGGATTTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATCATTTAGTTGGGACTCTAAAGGAACCGCC 
GGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCAACTACAGTGGGCAGCAATCCCGC 
GAGGGTGAGCTAATCTCCAAAAGTTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTG 
AATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACCACGGTGGGC 
TTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAAC 
GCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGATCTTCGGGTCTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTTGGTTCGGAATAACAGTT 
GGAAACGACTGCTAATACCGGATGATGACGAAAGTCCAAAGATTTATCGCCAGAGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGTGGTAAAGGCGCACCAAGG 
CGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGA 
AAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCTGGA 
GCTCAACTCCAGAACTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCA 
GTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAAC 
TAGCTGTCCGGGGACTTGGTCTTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCC 
TGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGG 
GACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATCATTTAGT 


TGGGGACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGG 
TGACAGTGGGCAGCAAACTCGCGAGAGTGCGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAAT 
CGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGA 
GAGGCAGGCGACCACGGTGGGCTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGCGGCG 
GACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGG 
GCCTCATGCCATCAGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACT 
GGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTC 
GGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCGTTAAGGTTAATAACCTTAGCGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACT 
GCATTTGAAACTGGCAAGCTTGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCC 
CCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTTCCCT 
TGAGGAGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGA 
CTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGAC 
CTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCT 
ACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAAGTTATTCCTTC 
GGGAATAACTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGGATAGCCTTCCGAAAGGAAGATTAATACCCCATAACATAGCATTAT 
CGCATGATAAAGTTATTAAAGGAGTAATCCGCTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGATGCGTAGCCGAC 
CTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACG 
CCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATACTTAAGTGGGATGTGAAATACCCGGGCTCAACCCGGGTGCTGC 
ATTCCAAACTGGGTATCTAGAGTGTGGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTTTC 
TGGACCATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTGGGGGATACCA 
ATCCTCCGTGCCGTCGTTAACACACTAAGTATCCCGCCTGGGGAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCTGTAATTAGGGAAGCCCTTCGGGGCAGGAAGACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCT 
GGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCGAGTACAACGAGACGCAATACCGCG 
AGGTGGAGCAAAACTCAAAAAACTCGTCCCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCGAAGTCCGTGTGCTAACGCGTAAGCGAGGCAGCGGCCGAAGGTAGGG 
TCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGAAGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTT 
GATCCTGGCTCAGGATGAACGCCGGCGGTGTGCCTAATACATGCAAGTCGAACGCGTTGGCCCAACTGATTGAACGTGCTTGCACGGACTTGACGTTGGTTTACC 
AGCGAGTGGCGGACGGGTGAGTAACACGTAGGTAACCTGCCCCAAAGCGGGGGATAACATTTGGAAACAGATGCTAATACCGCATAACAATTTGAATCGCATGAT 
TCAAATTTAAAAGATGGCTTCGGCTATCACTTTGGGATGGACCTGCGGCGCATTAGCTTGTTGGTAGGGTAACGGCCTACCAAGGCTGTGATGCGTAGCCGAGTT 
GAGAGACTGATCGGCCACAATGGAACTGAGACACGGTCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACC 
GCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAGAAAGTCACGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGC 
CTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAA 
CACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATG 
AGTGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCCAACCCTAGAGATAGGGCGTTTCCTT 
CGGGAACGCAATGACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCCAGCATT 
CAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATG 
GACGGTACAACGAGTCGCGAACTCGCGAGGGCAAGCTAATCTCTTAAAACCGTTCTCAGTTCGGACTGCAGGCTGCAACTCGCCTGCACGAAGTCGGAATCGCTA 
GTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGCAACACCCAAAGTCGGTGGGGTAACCCT 
TCGGGGAGCTAGCCGCCTAAGGTGGGGCAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAGTATAG 
TGAATCGAGTTCTTCGGAACAATTGAAGCTGTACTGAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTGCCTTACACTGGGGGACAACAGTTGGAAACGACTG 
CTAATACCGCATAAGCGCACAGTACCGCATGGTACGGTGTGAAAAACTCCGGTGGTGTAAGATGGATCCGCGTCTGATTAGCTAGTTGGTAGGGTAATGGCCTAC 
CAAGGCAACGATCAGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAAGGAAGATAATGACGGTACTTGACTAAGAAGCCCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGTGGCATGGCAAGTCAGAAGTGAAAGC 
CCGGGGCTCAACCCCGGGACTGCTTTTGAAACTGCCAAGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAA 
CACCAGTGGCGAAGGCGACTTACTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATG 
AATACTAGATGTTGGGAGGCATAAGCTTCTCAGTGTCGTAGCTAACGCGATAAGTATTCCACCTGGGAAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCCTCTGACCGGCACGTAATGGTGCCTTTCCTT 
CGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTAGCCAGCATT 
TCGGATGGGCACTCTAGAGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAAT 
GGCGTAAACAAAGGGACGCAAGCTGGTGACAGTAAGCAAATCCCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCT 
AGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCGGTAATGCCCGAAGTCAGTGACCCAACCG 
TAAGGAGGGAGCTGCCGAAGGCAGGATCGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGTTTGATCATGGCTCAGAATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGGACGGTAACAGGGGAGCTTGCTCCTGCTGACGAGTGGCGGACG 
GGTGAGTAATGCATGGGAATCTGCCCTTTGGTTGGGGATACCGTATGGAAACGTACGTTAATACCGAATGAGATCTACGGATGAAAGGTGGCCTCTATTTATAAG 
CTATCGCCAAAGGATGAGCCCATGTTAGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCTATAGCTGGTTTGAGAGGATGACCAGCCACACTGG 
GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGG 
GTTGTAAAGCACTTTTAGTGAGGAGGAAAGGTAGTAGMTAATACCTGCTACTGTGACGTTACTCACAGAAGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGT 
AATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGAGCGTAGGCGGATTGTTAAGTCAGTTGTGAAAGCCCTGGGCTCAACCTAGGAATGGCGA 
TTGAAACTGGCAGTCTAGAGTTTAGTAGAGGGAAGGGGAATTTCTGGAGTAGCAGTGAAATGCGTAGATATCAGAAGGAACATCAGTGGCGAAGGCGCCTTCCTG 
GACTAAAACTGACGATGAGGTGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGTCTTATTAAA 
AAGATTAGTAGCGCACTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCACAGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCAT 


GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTTAGTTGAGAACTCTAATGAGACTGCC 
GGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTATGGGATGGGCTACACACGTGCTACAATGGKCGGTACAAACAGTAGCGAAGCCGC 
GAGGTGGTGCTAATCTGAAAAAACCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATATTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTRGGTAGTCTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGTAACGCGGGAGTTGCTCTGGCGACGA 
GTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTAGCGGAGGACAACTCGGGGAAACTCGAGCTAATACTGCATACGCCCTACGGGGGAAAGCGGGGGAT 
CTTCGGACCTCGCACTATCAGATGAGCCTGCGTCCAATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATTGGTAGCTGGTCTGAGAGGATGATCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGYAATGCCGCGTGTGTGAAGAAG 
GCCTGCGGGTTGTAAAGCACTTTCAGTAGGGAAGAAAAGCCGCTGGCTAATACCTGGCGGTCTTGACATCACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTCGTGTAAGTTAGATGTGAAAGCCCTGGGCTTAACCTG 
GGAATTGCATCTAATACTATACGACTAGAGTTTGGTAGAGGAGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGG 
CGACTCTCTGGATCAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAGTTGTTGG 
TCGGATCTTGCCGATCAGTGACGCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAACTTGTCAGAGATGACTTGGTGCCTTCGGGAACCGAGTGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGCGAGATGTTGGGTTAAGGCCCGCAACGAGCGCAACCCTTATCCCTAGTTGCCAACGGTTCGGCCGGGAACTCY 
AGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGGCAAGTCATCATGGCCCTTATGNNNNGGGCTACACACGTGCTACAATGGCCGGTACAGAGGG 
CTGCCAACCTCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCTTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGCAGGAATCGCTAGTAATCGCAGATC 
AGCACTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGACTGCACCAGAAGTGGATAGTCTAACTTCGGGAGGACGTTC 
ACACGGTGTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGT 
CGAACGGTAACGCGGGASTTTGCTCCTGGCGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTGGTAGCGGAGGACAACTCGGGGAAACTCGAGCTA 
ATACTGCATACGCCCTACGGGGGAAAGCGGGGGATCTTCGGACCTCGCACTATCAGATGAGCCTGCGTCCGATTAGCTNGTTGGTAGGGTAACGGCTCACCAAGG 
CGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGA 
AACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTAGGGAAGAAAAGCCGAGGGCTAATACCTCTCGGTCTTGACATC 
ACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGCACGCAGGCGGCYG 
TGTAAGTTAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCAGY TAATACTATACGACTAGAGTTTGGTAGAGGAAAGCGGAATTCCCGGTGTAGCGGTGAAA 
TGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGATCAATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGAGAACTAGTTGTTGGTCGGAATTTGCCGGTCAGTGACGCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAACTTGT 
CAGAGATGACTTGGTGCCTTCGGGARCCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATCCCTAGTTGCCAGCGGTTCGGCCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGTAG 
GGCTACACACGTGCTACAATGGCCGGTACAGAGGCTGGCCAACCCGCGAGGGGGAGCCAATCCCACAAAACCGGTCCTAGTCCGGATTGGAGTCTGCAACTCGAC 
TCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCACTGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGACTGCAC 
CAGAAGTAGATAGCCTAACCTTCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGAACTAACGCTGGCGGCG 
TGCCTAACACATGCAAGTCGTACGAGAAAGNTGGCTTCGNCCGATGAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGATAATCTACCCCTCAGTTGGGAATAAC 
TCATCGAAAGGTGGGCTAATACCGAATAATACTGCATGACTTCTGTTGTATAGTCAAAGATGGCCTCTGCTTGCAAGCTATCGCTGAAGGATGAGTCCGCGTACC 
ATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAACGATGGTTAGCTGGTCTGAGAGGATGATCANCCACACTGGAACTGAGACACGGTCCAGACTCCTCCGG 
GAGGCAGCAGTGAGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACNCCGCGTGAGTGAGGAAGTTTTCGGACCGTAAAGCTCTGTCGAGCGGGAAGAAA 
TGCATAGTGGCTAATATCCATTATGCTTGACGGTACCGCTAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCTAGCGTTGTTCG 
GAATCATTGGGCGTAAAGAGCGTGTAGGCGGCTGGATAAGTCAGATGTGAAAGCCCTGGGCTTAACCCAGGAAGTGCATTTGAAACTGTTCAGCTTGAGTAAGGG 
AGAGGAAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGCCCTATACTGACGCTGAGACGCGAG 
AGCGTGGGTAGCANACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTTCACTAGGTGTTGGGGGTATTGACCCTCTCAGTGCCGCAGCTAACGCATT 
AAGTGAACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAG 
AACCTTACCTAGGCTTGACATCCCAGGAATTCTCTGGAAACAGAGAAGTGCCCTTCGGGGAACCTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAATTGCCATCATTAAGTTGGGCACTTTAAAGAGACTGCCGGTGTTAAGCCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCTTTATGCTTAGGGCTACACACGTGCTACAATGGGCGGTACAAAGAGAAGCTAACTCGCGAGAGCGCGCAAATCTCAAAAAG 
CCGTCCTAAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCATGCCTAATACATGCAAGTTGAACGAAAGTAGCAATACTTTAGTAGCGAACGGGTGAGTAACACGTATCCAA 
TCTACCCTTATGTAAGGAATAACCAGTTGAAAAACTGGCTAATACCTTATAGGAGCATTAAACACAAGTTTTTGTTTTAAAGACGCGTTTGCGTTGCTTAAGGAT 
GAGGGTGCGGTGCATTAGATAGTTGGCAGGGTAATGGCCTACCAAGTCGATGATGCATAGCTGTACTGAGAGGTAGAACAGCCACAATGGGACTGAGACACGGCC 
CATATTCCTACGGGAAGCAGCAGTAGGGAATTTTCCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGAATGATGACGACCCTATGGGTTGTAAAATTCTT 
TTATTAGGAAAAAATGATTAGAAGAGGAAATGCTTCTAATTTGATTGTACCTTTTGAATAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTT 
GCAAGCGTTATCCGGATTTATTGGGCGTAAAGCAAGCGCAGGCGGAGTAACAAGTCTGGTGTTAAAGGCAATAGCTTAACTATTGTTTGCATTAGAAACTGTTAA 
TCTAGAATACAGTAGGGAGTTCTGGAATTCAATGTGGAGCGGTGAAATGCGTAGATATATTGAAGAACACCAGTGGCGAAGGCGAGAACTTGGGCTGTAATTGAC 
GCTTAGGCTTGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACTGTAAACGATGGATATTAGTTGTTGGGACTAGAGTCTCAGTGACGCAGC 
TAACGCATTAAATATCCCGCCTGGGTAGTACATTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCTGCACAAGTGGTGGAGCATGTTGCTTAATTCGACAA 
TACACGAAAAACCTTACCCGGGTTTGACATCCCTTGCAAAGCTATAGAAATATAGTGGAGGCTATCAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTTGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTTGTAGTTAAGTGTCTACAAAGACTGAAGCGAAAGCTATAGGAAGGTGGGGATGACGTCAAAT 
CATCATGCCCCTTATGTCCGGGGCTGCAAACGTGCTACAATGGTTGATACAAAGTGGGCAATACAGTGATGTAAAGCATAATCACAAAAGTCAATCTCAGTTCGG 
ATTGAAGGCTGCAACTCGCCTTCATGAAGTTGGAATCACTAGTAATCGCGTGTCAGCTATATCGCGGTGAATACGTTCTCAGGTCTTGTACACACCGCCCGTCAA 
ACTACGAGAGGTAAGTATATCTAAAACCGCAAAATTAACCTGCAAAGTGGAATATGCGTCTAGGATAGATTTACTGATTGGAGTTAAGTCGTAACAAGGTACCCN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCATGCCTAATACATGCAAGTTGAACGAGAGTAGCAATATTCTAGTAGCG 
AACGGGTGAGTAACACGTATCCAACCTACCCTTATGTAAAGAATAACTAGATGAAAATCTAGCTAATACTTTATAGGAGCATTTAACATAAGTTTTTTGTTTTAA 
AGGCGCGTTTGCGTCGCTTAAGGATGGGGGTGCGGTGCATTAGATAGTTGGCGGGGTAATGGCCCACCAAGTCGATGATGCATAGCTGTACTGAGAGGTAGAACA 
GCCACAATGGGACTGAGACACGGCCCATATTCCTACGGGAAGCAGCAGTAGGGAATTTTCCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGAGTGATGA 
CGGCCCTTTGGGTTGTAAAACTCTTTTATTAGGAAAAAATGAACAGAAGAGGAAATGCTTCTGTTTTGATTGTACCTTTTGAATAAGCAACGGCTAACTATGTGC 
CAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCAAGCGCAGGTTGATTAACAAGTCTGGTGTGAAAGGCAGTAGCTTAAC 
TATTGTTTGCATTAGAAACTGTTAATCTAGAATACAGTAGGGAGTTCTGGAATTCAATGTGGAGCGGTGAAATGCGTAGATATATTGAAGAACACCAGTGGCGAA 
GGCGAGAACTTGGGCTGTTATTGACGCTTAGGCTTGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACTGTAAACGATGGATATTAGTTGTT 
GGGACTAGAGTCTCGGTGACGCAGCTAACGCATTAAATATCCCGCCTGGGTAGTACACTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCTGCACAAGTGG 
TGGAGCATGTTGCTTAATTCGACAATACACGAAAAACCTTACCCAGGTTTGACATCCCTTGCAAAGCTATGGAAACATAGTGGAGGCTATCAAGGTGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCTGTAGTTAAGTATCTACAGAGACTGAAGCGAAAGCTA 
TAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCCTGGGGCTGCAAACGTGCTACAATGGTTGGTACAAAGTGGGCGATACAGCGATGTAAAGCTTA 
ATCACAAAAGCCAATCTCAGTTCGGATTGAAGGCTGCAACTCGCCTTCATGAAGTTGGAATCACTAGTAATCGCGTGTCAGCTATATCGCGGTGAATACGTTCTC 


AGGTCTTGTACACACCGCCCGTCAAACTACGAGAGGTAAGTATATCTAAAACCGCAAAATTAACCTGCAAAGTGGAATATGCGTCTAGGATAGATTTGCTGATTG 
GAGTTAAGTCGTAACAAGGTACCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACAT 
GCATGTCGAGCGGAAGTAGCAATACTTTAGCGGCGAATGGGTGAGTAACACGTGCTTAATCTACCTTTTAGATTGGAATACCTAATGGAAACATTGGTTAATGCC 
GGATACGCATGAAGTCGCATGACTTCGTTGTGAAAGAAGCGTTTGCTTCGCTAAGAGATGAGGGTGCGGAACATTAGCTAGTTGGTGAGGTAATGGCCCACCAAG 
GCTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCG 
AAAGCTTGATGGAGCGACACAGCGTGCACGATGAAGGCCCTCGGGTTGTAAAGTGCTGTTGCAAGGGAAGAACAGTTAGATGAGGAAATGCTTCTAACCTGACGG 
TACCTTGTTAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTT 
TATTAAGTCTGGAGTCAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAGGTAAGCGGAATTCCATGTGGAGCGGTGAAA 
TGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCTGTAAACGATGATCATTAGTCGGTGGAAAACTACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAA 
GGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCCCTGCAAAGCTATAGAGATAT 
AGTGGAGGTTAACAGGGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACT 
AACGAGTTATGTCGAGGACTCTAGAGATACTGCCCGGGTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACGTGC 
TACAATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGAAGTCTGCAATTCGACTTCATGAAGTCGGA 
ATCGCTAGTAATCGCAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGCTGGTAATACCCAAAGTCGGTTTG 
CTAACCTAACGGAGGCGACTGCCTAAGGTAGGAC TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACA 
TGCATGTCGAGCGGAGTCTTCGGACTTAGCGGCGAATGGGTGAGTAACACGTGCTTAATCTACCTCTTAGATTGGGATACCTAATGGAAACATTGGTTAATACCG 
GATACGCATGGAATCGCATGATTCCGTTGTGAAAGAAGCCTTTAAAGCTTCACTAAGAGATGAGGGTGCGGAACATTAGCTAGTTGGTGAGGTAATGGCTCACCA 
AGGCTGTGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAG 
CGAAAGCTTGATGGAGCGACACAGCGTGCACGATGACGGTCTTCGGATTGTAAAGTGCTGTTATAAGGAAAGAACACTTCAATGAGGAAATGCTTTGAAGCTGAC 
GGTACCTTATCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTG 
TTTATTAAGTCTGAAGTCAAATCCTAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGA 
AATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGATCATTAGTCGGTGGAAAATCGCTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTA 
AAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACACGGAAAACCTTACCCACTCTTGACATCCTTCGCAAAGCTATAGAGAT 
ATAGTGGAGGTTAACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTGTCTTTAGTTA 
CTAACAAGTAATGTTGAGGACTCTAGAGATACTGCCTGGGTAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCCACACACGT 
GCTACAATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTCTGCAATTCGACTCCATGAAGTCG 
GAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTT 
TGCTAACCTCGGAGGCGACTGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGGGTTCCCTCGGGAACCTAGCGGCGAATGGGTGAGTAACACGTGCTTAATCTRCCTCTT 
AGATTGGAATACCAAATGGAAACATTTGCTAATGCCGGATACGCATGGAACCGCATGGTTCCGTTGTGAAAGGAGCCTTTAAAGCTCCGCTAAGAGATGAGGGTG 
CGGAACATTAGTTAGTTGGTAGGGTAATGGCCTACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTGAGATACGGCCCAAACTC 
CTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGAAAGCCTGATGGAGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAAGG 
GAAGAACACTTCAAGTAGGAAATGACTTGAAGCTGACGGTACCTTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGT 
TATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCTGGAGTCAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGT 
TGGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACGCTGAGGG 
ACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTCGGTGGAAYRRTTCACTGACGCAGCTAACGCATTAAA 
TGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACACGGAGAAC 
CTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTG 
GTTAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTTAAGTCGAGGACTCTAGAGATACTGCCTGGGTAACTGGGAGGAAGGCGGGGATGACG 
TCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTC 
AGTTCGGATTGGAGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGC 
CCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATC 
CCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAAGTAGCAAT 
ACTTTAGCGGCGAATGGGTGAGTAACACGTGCTTAATCTACCTTTTAGATTGGAATACCTAATGGAAACATTGGTTAATGCCGGATACGCATGAAATCGCATGAT 
TTCGTTGTGAAAGGAGCGTTTGCTCCGCTAAAAGATGAGGGTGCGGAACATTAGCTAGTTGGTGAGGTAATGGCCCACCAAGGCTATGATGTTTAGCCGGGTCGA 
GAGACTGAACGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGC 
GTGCACGATGAAGGCCCTCGGGTTGTAAAGTGCTGTTGCAAGGGAAGAACACTTAGTTGAGGAAATGCAACTAAGCTGACGGTACCTTGTTAGAAAGCGATGGCT 
AACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCTGGAGTCAAATCCC 
AGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTGGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACAC 
CAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATC 
ATTAGTCGGTGGGAGCCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTTGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTTGCAAAGCTATAGAGATATAGTGGAGGTTAACAGAGTGACAGA 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTCATGTTGAGGACTCTAG 
AGATACTGCCTGGGTAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTACAAAGAGACG 
CAATACGGTGACGTGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGAAGTCTGCAATTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCT 
ATGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGGCGACTGCCTAA 
GGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGC 
TGTGTGCCTAATACATGCATGTCGAACGAAGTAGCTTGCTACTTAGTGGCGAATGGGTGAGTAACACGTGCTTAATCTACCTTCTAGATTGGGATAACAGTTGGA 
AACGATTGCTAATACCGGATAGGTGATTTCTCGCATGAGAAAAACATGAAAGAAGCGTTTGCTTCACTAGAAGATGAGAGTGCGCAACATTAGTTAGTTGGTAAG 
GTAATGGCTTACCAAGACTATGATGTTTAGCCGGGTTGAGAAACTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAA 
TATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCACGATGACGGCCCTCGGGTTGTAAAGTGCTGTTATTAGGGAAGAACACTTGATAGAGGAAAT 
GCTATCAAGCTGACGGTACCTGATCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAA 
GCGTTCGTAGGTTGTTTATTAAGTCTGAAGTTAAAGCCTGGGGCTCAACCCCAGCCCGCTTTAGATACTGGTAAACTAGAGTGAGATAGAGGTAAGCGGAATTCC 
ATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACACTGAGGGACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATCATTAGTCGGTGGAGAATTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCG 
CAAGAGTGAAACTTAAAGGAATTGACGGGGACTCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGGAGAACCTTACCCACTCTTGACATCTTCCG 
CAAAGCTATAGAGATATAGTGGAGGTTAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGCAAC 
CCCTATTTTCAATTACTAACAGGTAATGCTGAGGACTTTGGAGATACTGCCTGGGTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTATGAG 
TGGGGCGACACACGTGCTACAATGGTCGGTACAAAGAGAAGCAATACGGTGACGTGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGAAGTCTGCAACTC 
GACTTCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCCATACTGCGGTGAATACGTTCTCGAGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAA 
TGCCCGAAGCCGGTTAGTTAACTTCGGAGACGACTGTCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNN 


NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAAGTAGCAATACTTTAGCGGCGAATGGGTGAGTA 
ACACGTGCTTAATCTACCTCTTAGATTGGAATATCCAATGGAAACATTGGTTAATGCCGGATACGCATGGAATCGCATGATTCCGTTGTGAAAGGGGCGTTTGCC 
CCGCTAAGAGATGAGGGTGCGGAACATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGAC 
TGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGTGTGAACGATGACGGCCTTCGGGTT 
GTAAAGTTCTGTTGTGAGGGAAGAACACTTGGCTTAGGAAATGAGGCCAAGCTGACGGTACCTTATTAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCTGGAGTCAAATCCCAGGGCTCAACCCTGGCTCGCTTTG 
GATACTGGTAAACTAGAGTTAGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGG 
TTTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTCGGTGGAGCATTCACTGA 
CGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
TGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAAAGCTATAGAGATATAGTGGAGGTTAACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTGTCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGGGTAACTGGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTACAAAGAGAAGCAATACGGTGACGTGGAGCAAA 
TCTCAAAAAGCCGATCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATACGTTCTC 
GGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGGCGACTGCCTAAGGTAGGACTGGTGACTGGGGTG 
AAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATG 
TCGAGCGAGGTTTCTTTCGGGAAACCTAGCGGCGAATGGGTGAGTAACACGTACTTAATCTGCCCTTCAGATTGGAATACCCAATGGAAACATTGGCTAATGCCG 
GATACGCATGGAATCGCATGATTCCGTTGTGAAAGGGGCCTTTAAAGCCCCRCTGAAGGATGAGGGTGCGGAACATTAGTTAGTTGGTAGGGTAATGGCCTACCA 
AGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAG 
CGAAAGCTTGATGGAGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAAGGGAAGAACACTCAGAGGAGGAAATGCCTTTGAGCTGAC 
GGTACCTTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTG 
TTTATTAAGTCTGGAGTCAAATCCCGGGGCTCAACCCCGGCTCGCTTTGGATACTGATAAACTAGAGTTAGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGA 
AATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGATCATTAGTCGGTGGAGAGTTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTT 
AAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACACGGAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGA 
TATAGTGGAGGTTAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTT 
ACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCCGGGTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACG 
TGCTACAATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGYAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTCTGCAATTCGACTCCATGAAGTC 
GGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGT 
TTGCTAACCTCGGAGGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAAGTAGCAATACTTTAGCGGCGAATGGGTGAGTAACACGTGCTTAATC 
TACCTTTTAGATTGGAATACCCAATGGAAACATTGGTTAATGCCGGATACGCATAGAATCGCATGATTCTGTTGTGAAAGAAGCGTTTGCTTCACTAAGAGATGA 
GGGTGCGGAACATTAGCTTGTTGGTGAGGTAATGGCCCACCAAGGCTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTGAGATACGGCCCA 
AACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCATGATGACGGTCTTCGGATTGTAAAGTGCTGTTA 
TAAGGGAAGAACACTTAGTTGAGGAAATGCTTCTAAGCTGACGGTACCTTATTAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCA 
AGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTATTAAGTCTGAAGTCAAATCCCAGGGCTCAACCCTGGTTCGCTTTGGATACTGGTAAACT 
AGAGTTGGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACG 
CTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTCGGTGGAGAATCACTGACGCAGCTAACGCA 
TTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACACGG 
AGAACCTTACCCACTCTTGACATCCTTCGCAATACTATAGAGATATAGTGGAGGTTAACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGGGTAACTGGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCG 
ATCTCAGTTCGGATTGAAGTCTGCAATTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTCTCGGGTCTTGTACAC 
ACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGGCGACTGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAG 
GTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGCTA 
GCAATAGCCTAGCGGCGAATGGGTGAGTAACACGTGCTTAATCTACCCTTTAGATTGGAATACMCAATGGAAACATTGGCTAATGCCGGATACGCATGGAATCGC 
ATGGTTCCGTTGTGAAAGGGGCTTTCAAGCCCCACTAAAGGATGAGGGTGCGGAACATTAGTTAGTTGGTGAGGTAATGGCCCACCAAGACTATGATGTTTAGCC 
GGGTCGAGAGACTGAACGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCG 
ACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAAGGGAAGAACACCTAGTAGAGGAAATGCTACTAGGCTGACGGTACCTTGTCAGAAAGC 
GATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCTGTTTGTTAAGTCTGGAGTC 
AAATCCCGGGGCTCAACCCCGGCTCGCTTTGGATACTGGCAAACTAGAGTTGGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGA 
AGAAYACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGATCATTAGTCGGTGGAGAATCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACACGGAAAACCTTACCCACTTTTGACATCCTTTGCAAAACTATAGAGATATAGCGGAGGTTAACAAA 
GTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTTAAGTCGAG 
GACTCTAGAGATACTGCCTGGGTAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACAAGTGGGGCCACACACGTGCTACAATGGTCGGTACA 
AAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
GATCAGCTATGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGGCGA 
CCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGGGTCTTCGGACCTAGCGGCGAATGGGTGAGTAACACGTGCTTAATCTACCTTTTAGATTGGGATACC 
CAATGGAAACATTGGTTAATACCGGATACGCAGAGAATCGCATGATTCTTTTGTGAAAGGAGCCTTAAAGCTCCACTAGAAGATGAGGGTGCGGAACATTAGTTA 
GTTGGTGAGGTAATGGCTCACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGC 
AGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCACGATGACGGTCTTCGGATTGTAAAGTGCTGTTATAAGGAAAGAACACTTCAA 
TGAGGAAATGCTTTGAAGCTGACGGTACCTTATCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATT 
GGGCGTAAAGCGTTCGTAGGTTGTTTATTAAGTCTGAAGTCAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAGGTAAG 
CGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACACTGAGGGACGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTCGGTGGAGAATCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAG 
TATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACACGGAGAACCTTACCCACTCTTGAC 
ATCCTTCGCAAAGCTATAGAGATATAGTGGAGGTTAACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACG 
AGCGCAACCCCTATCTTTAGTTACTAACAAGTAATGTTGAGGACTCTAGAGATACTGCCTGGGTAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCT 
CTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTC 
TGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTATGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GCTGGTAATACCCAAAGTCGGTTTGCTAACCTCGGAGGCGACTGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACC 


CTGGAGCTTGCTCCGGGGTGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGAATAACCCCGGGAAACCGGAGCTAATACCGGATA 
CGAGACGGAGAGGCATCTCTACCGTCTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGG 
GTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGAT 
GCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAAGTACG 
TGCCGGCAGCCGCGGTAATACGTAGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTCTGTCGCGTCTGCTGTGAAAATCCGGGGCTCA 
ACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGC 
GAAGGCAGGTCTCTGGGCCACTACTGACGCTGAAAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGT 
GTGGGACTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACATCCAGAGATGGGTGCCCCGCAAGGTCGGTA 
TACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGATCATGCCGGGGA 
CTCATAGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACACATGCTACAATGGCCGGTACAA 
AGGGCTGCGAAATCGCAAGATGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCTTTGTACACACCGCCCGTCNAGTCACGAAAGTCGGTAACACCCGAAGCCGTGGCCCAACCCGTCNTGGGAGG 
GAGCCGTCGAAGGTGGGACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTTCAGGACGAACGCTGGCGGCGTGCTTAACACA 
TGCAATTCGAACGGTGACCAGGAGCTTGCTCCTGTGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGAATAACAGTTGGAAACAG 
CTGCTAATACCGGATACGAGACAGAGAGGCATCTCTACTGTCTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTAGTTGGTGAGGTAATGGCTC 
ACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGATGAAGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAA 
GCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTG 
TGAAAATCCGGGGCTCAACCCCGGACTGGCAGTGGGTACGGGCAGACTAGAGTATGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCA 
GGAGGAACACCAATGGCGAAGGCAGGTCTCTGGGCCATTACTGACGCTGAGAAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGTTGGGCGCTAGGTGTGGGACTCATTTCACGAGTTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACACCTAGAGATAGGT 
GCCCCGCAAGGACGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCA 
GCGCGTTATGGCGGGGACTCATAGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACACATGC 
TACAATGGCCGGTACAAAGGGCTGCGACACCGCGAGGTAGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGA 
GTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCCGTAACACCCGAAGCCGGTGGC 
CTAACCTTTTGGAGGGAGCCGTCGAAGGTGGGACTGGTGATTGGGACTAAGTCGTTNCNAGGTANCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNGGCGTGCCTAATACATGCAAGTGGAACGCATGATTGATACCGGAGCTTGCTCCACCATTAATCATGAGTCGCGAACGGGTGAGTAACGCG 
TAGGTAACCTACCTCATAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAACAGTCATTAATCACATGTTAGAGACTTGAAAGGGGCAAGAGCTTCA 
CTATGAGATGGACCTGCGTTGTATTAGCTAGTAGGTAGGGTAAAGGCCTACCTAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTA 
AAGCTCTGTTGTTAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTAACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAAGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAAGCGGTTCTGTAATCCTGAAGTTAAAGCAGTGGCTTAACCATTGTACGCTTTGGAA 
ACTGCAAGACTTGAGTGCAGAAGGGGAAGTTGGAATTCCATGTGTAGCCGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTG 
TAACTGACGCTGAGGCTCGAAAGCTTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACCCGTAAACGATGAGTGCTAGGTGTTAGCCCTTTCCGGGGTTTA 
GTGCCGCAGCTAACGCATTAAGCACTCCGCTTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCCAGGTCTTGACATCCCGATGCCCGCTCTAGAGATAGAGTTTTACTTTTGTACATCGGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTGAGTTGGGCACTCTAGCGAGACTGCCGGTAA 
TAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTTGCAAGTCGGTGACGA 
CAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGG 
CGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCAAGGACTGCATGGTTTTTGGTGG 
AAAGGTTTACTGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC 
CTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCGAGGCTCAACCTCGAGCTTGCAGGCGATACGGGCA 
GACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGA 
CGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTCCTTCCACGGGATCCGTGCC 
GTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCCGTAGAGATACGGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCGTAAGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCG 
AATCCCTTAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGAT 
TGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCAT 
GCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTCGGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCATGTCGTGGGGGATAACGTA 
TCGAAAGGTACGCTAATACCGCATACGTCCTGAGGGAGAAAGCGGGGGATTCTTCGGAACCTCGCGCGATTGGAGCGGCCGATGTCGGATTAGCTAGTAGGTGAG 
GTAAAGGCTCACCTAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAATCGCGCACTCTAACAT 
AGTGTGTGGATGACGGTACCGGACTAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTGCGCAGGCGGTTTTGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTGTGACTGCAAGGCTAGAGTACGGCAGAGGGGGGTGGAATTC 
CTGGTGTAGCAGTGAAATGCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGCAGCTAACGCGTGAAGTCGACCGCCTGGGG 
AGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTT 
GACATGTCTGGAACCTTGCTGAGAGGCGRGAGGTGCCTTCGGGAGCCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTCACTAGTTGCCATCATTTGGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCT 
CATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGARGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAAAAAGCCGATCGTAGTCCGGAT 
CGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGG 
AAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGC 
TTCGGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCATGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTGAG 
GGGGAAAGCGGGGGATCGCAAGACCTCGCGTGATTGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTC 


TGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGC 
CGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGACGGAAAGAAATCGGGTGGGTGAATAGTCTGCCTGGATGACGGTACTGTCAGAAGAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGACAGGTGTGAAAT 
CCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGCACAGCTAGAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGA 
ACACCGATGGCGAAGGCAGCCCCCTGGGCCGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT 
GTCGACTAGTCGTTCGGAGAGGTAACTCACTGAGTGACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCTGGAATCCTTGAGAGATCAGGGAGTGCCT 
TCGGGAGCCAGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCAT 
TAAGTTGGGCACTTTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAAT 
GGTCGGTACAGAGGGCTGCCAAAGCGCGAGCTGGAGCCAATCCCTTAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCT 
AGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACCT 
TCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTACCGTATCGGAAAGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACGTTCTAGCTTGCTAGACTGGTGGCGAG 
TGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTGAAGTGGGGGACAACTTGGGGAAACTCAAGCTAATACCGCATAATATCTAAGGATGAAAGCTGGGGACC 
TTCGGGCCTGGCGCTTTAAGATTAGCCTGCGTACGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGTTAGCTGGTCTGAGAGGATGACCAGCC 
ACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGG 
CCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAGGATTGATAGGTTAAGAGCTAATTAATTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTGGTAAGTTATCTGTGAAATTCCTGGGCTTAACCTGG 
GACGGTCAGATGATACTGCTGAACTCGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGC 
GGCTACCTGGCCCAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCTGTTGGT 
TATATGAATATAATTAGTGGCGCAGCAAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAATTTTGCAGAGATGCATTAGTGCCTTCGGGAACACTGATACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTCCTAGTTGCCAGCACGTAAAGGTGGGAACTCT 
AGGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGATACAGAGGG 
CGGCGAAGGGGTGACCTGGAGCAAATCCTAGAAAGTCGGTCGTAGTCCGGATTGGAGTCTGCAACTCAGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATC 
AGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGTCTAACCTTCGGGAGGANNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTGGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAAC 
GGCAACAGGGTCTAGCTTGCTAGACTGCTGGCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTAAAGAGTGGGACAACTTGGGGAAACTCAAGCTAA 
TACCGCATAATTTCTGAGGAAAAAAGCTGGGGACCTTCGGGCCTGGCGCTTTAAGATTAGCCTGCGTCCGATTAGCTAGTTGGTGGGGTAAAGGCTTACCAAGGC 
GACGATCGGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGA 
ACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAGTGGAGTTTAGGTTAAGAGCTAGAACTTCGGACGTT 
ACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTCT 
GATAAGTTAGCTGTGAAATTCCTGGGCTTAACCTGGGGTGGTCAGCTAAGACTGTTAGACTGGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAA 
TGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCTGTAAACGATGTCAACTAGCTGTTGGTCATATGAATGTGATTAGTGGCGCAGCAAACGCGGTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAAACCAG 
CAGAGATGCCGGTGTGCCGCAAGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCT 
TGTTCTTAGTTACCAGCACGTAAAGGTGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTA 
GGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAGGGGCGACCTGGAGCAAATCCTTTAAAGCTGGTTCGTAGTCCGGATTGGAGTCTGCAACTCG 
ACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCA 
CCAGAAGTAGATAGTCTAACCTTCGGGGGACGTTTACCACGGTGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGG 
CTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGCATTTACAGCAGAGTTTTCGGACAAAGCAGTAAATGACTTAGTGGCGGACGGGTGA 
GTAACGCGTGGGCAACCTGCCTTATACAGGGGGATAACAGCCGGAAACGGCTGCTAATACCGCATGAGCACACAGTACCGCATGGTACCGGGTGAAAAGATTGTA 
TCGGTATAAGATGGGCCCGCGTCTGATTAGCTAGTTGGTGGGGCAGAGGCCTACCAAGGCGACGATCAGTAGCCGGCTTGAGAGAGTGACCGGCCACATTGGGAC 
TGAGACACGGCCCAGANTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGTTTTCGGATC 
GTAAACTTCTATCAGCAAGGAAGATAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCG 
GATTTACTGGGTGTAAAGGGAGCGTAGGTGGCGATGTAAGTCAAATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTTGAAACTATGTTGCTGGAGTGCAGG 
AGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGACTGTAACTGACATTGAAGCTTGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTCGGGGAGCAAAGCTCTTCGGTGCCGGAGCAAACGCATTA 
AGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGA 
ACCTTACCTGGTCTTGACATCCTTCTGACCGTCCCGTAACAGGGGCTTTCCTTCGGGACAGAAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAAGAAAGATGGGCACTCTAGGGAGACTGCCAGGGATAACCTGGAGGAAGGCGGGG 
ATGACGTCAAATCATCATGCCCCTTATGATCAGGGCTACACACGTGCTACAATGGCGTAAACAAAGAGAGGCAAAGCCGTGAGGTGGAGCGAACCTCAGAAATAA 
CGTCTCAGTTCGGATTGTAGTTTGCCACCCGACTACATGAAGCTGGAATCGCTAGTAATNGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGTCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGTCAGTGACCCAACCTTTCAGGAGGGAGCTGCCGAAGGCGGGATTGATAACTGGGGTGAANTCGTAAC 
AAGGTANCCGTATCGGAAGGTGCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTAA 
CACATGCAAGTCGAGCGGCAGCAGCAGGAGCTTGCTCCTGGCTGGCGAGCGGCGGACGGGTGAGTAACGCGTGGGAATCTGCCCTTCGGTGGGGGATAGCCCGGG 
GAAACTCGGATTAATACCGCATACGCCCTACGGGGCAAAGTGGCCCTCTGATTCAAGGTCACGCCGAAGGATGAGCCCGCGTCCGATTAGCTAGTTGGTGGGGTA 
AAGGCCTACCAAGGCGACGATCGGTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGCAGGGAGGAAAAGCTTACGGTTAATACCCG 
TGAGTCTTGACGTTACCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CGCGTAGGCGGTTCGATAAGTCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATCCGATACTGTCGGGCTAGAGTCTGGTAGAGGGAAGTGGAATTCCGG 
GTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGACCAAGACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAGCCGTTGGGCTCATTTATGGGCTTAGTGGCGCAGCTAACGCATTAAGTCTCCGCCTGGGGAGTA 
CGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGCCCTTGACAT 
CCTCGGAACCAGCCAGAGATGGCTGGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTGAGTCCCGCAA 
CGAGCGCAACCCTTGTCCCTAGTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGG 
CCCATATGGGCAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAGCCGGTCGTAGTCCGGATCGGAG 
TCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGCTGCACCAGAAGCAGGTAGTCTAACCTTCGGGAGGGCGCCTGCCACGGTGTGGTCGATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGCTTGCCACATGAAGCCTTCGGGCTGAT 
TGAGGTTAAGCTTAGCGGCGGACGGGTGAGTAACGCGTGGGAAACCTACCCTATGCAGGGGGATAACCTCGGGAAACTGAGGCTAATACCCCATAATGCTTAAGC 
TTCGCATGTAGCTTAAGTCAAAGCTCCGGCGGCATAGGATGGTCCCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGGGTAGCCGGC 


CTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACG 
CCGCGTGGGTGATGAAGGCCTTCGGGTCGTAAAACCCTGTCCTAAGGGAAGAATTTTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGGGCGTAGGCGGCCCTGCAAGTCAGGTGTGAAAGCCCTCGGCTCAACCGAGGTAAGC 
ACTTGAAACTGCAGGGCTTGAGCACGGGAGAGGAGAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACGTCAGTGGCGAAGGCGGCTCTC 
TGGACCGTTGCTGACGCTGAGGCCCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGTCTTAA 
ATGGCTTCGGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCGGACAGTCCTAGAGATAGGACCTTCCCTTCGGGGACTGAGGTGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACTCTTAGTTGCCATCAGGTTATGCTGGGCACTCTAGGAG 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCCCTGGGCTACACACGTGCTACAATGGCTGGTACAATGGGTTGCG 
AACCCGCAAGGGGGAGCTAATCCCTAAAAGCCAGTTTCAGTTCGGATTGTGGGCTGCAACTCGCCCACATGAAGCCGGAGTTGCTAGTAATCGCGGATCAGAATG 
CCGTGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGCTGGCAACACCCGAAGTCAGTGAGCTAACCCTTTTGGGAGGCAGCTGCCGA 
AGGTGGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGGGGTTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTG 
TCCATGGGTGGGGGATAACCTCGGGAAACTGAGGCTAATACCGCATGACACCTGAGGGTCAAAGGCGTAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGCTAG 
TTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGCGCAAGCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTA 
CCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTTG 
GACAGTCAGATGTGAAATTCCTGGGCTTAACCTGGGGGCTGCATTTGATACGTATAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAAT 
TCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTGAGGCGCGAAAGGGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTGGCTTAGCCACTCAGTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGACATGGGGAGGCTGTGAGC 
AGAGATGTTCATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGCCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCT 
GGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGCAGCGATGCCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGG 
TGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACC 
TTAAGCCGGTGAGCGAACCCAGCAATGGGGCGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCC 
TTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCGGGGAAACCCGGTCTAATACCGGATAGGACACCCTT 
CCGCATGGTGGGGTGTGGAAAGTTTTTCGGTCAGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCT 
GAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCC 
GCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACTCACGCAGGCCGGGGGTTTTCTCCCGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAAAGACCGGGG 
CTTAACTCCGGTTTTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGG 
TGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCT 
AGGTGTGGGGACTTTCCACGGTCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCGGTAATCCCGCAGAGATGCGGGGTCCTTTTGGGAT 
CGGTGACATGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAGTGGTG 
GGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGT 
ACAATGGGCGTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAAT 
CGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGCCTAACCCTTCGG 
GGAGGGAGCGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCG 
GCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACTTGCCCCCGACTCTGGGATAAGC 
GGTGGAGACGCCGTCTAATACCGGATAGGACACACCGCCTCATGGCGGTGTGTGGAAAGTTTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGG 
GTGACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAA 
TATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCCCAGTTCTCTGG 
GGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTCGTCCGGAATTATTGGGCGTAAAGAGCTC 
GTAGGCGGCGTGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTA 
GATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCG 
CCCGTGGACCTGTAGAGATACAGGGTCATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCCTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCCTGTTCCATGTTGCCAGCACGTNATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCC 
CTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAATGGGCGTGCGAGACCGCAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAA 
AGTCGGCAACACCCGAAACTTGTGGCCTAACCCCTTCGGGGAGGGAATGAGTGAAGGTGGGGCTGGCGATTGGGACGAANNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGT 
AACACGTGAGCAACCTGCCCTCCACTTCGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATATGAGCGCCTGCCGCATGGTGGGTGTTGGAAAGTTTTTCGGT 
GGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCG 
GAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGGTGTGAAATCCCGAGGCTCAACTTCGGGCTTGCATCGGGTACGGGCGGACTAGAGTGCTGT 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTTACTGACGCTGAGGAGCGAA 
AGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGCCATTCCACGGTTCCCGTGCCGCAGCTAACGCAT 
TAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAA 
GAACCTTACCAAGGCTTGACATGAACCGGAAAAGTGCAGAGATGTGCTCCCCGTAAGGTCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCTAAAAGCC 
GGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCCATGGCCCAACCCTTTGGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCCTAACACATGCAAGTC 
GAGCGGAGGGGATAGGAGCTTGCTTCTTGAACCTTAGCGGCGGACGGGTGAGTAACACGTGGGTAATCTGCCCTTGAGAGGGGGATAACAGGTCGAAAGGCCTGC 
TAATACCGCATAACGCTAAGATGCTGCATGGCGTCTTAGCCAAAGGTTAATTCCGCTCAAGGATGAGCCCGCGGCCCATTAGCTAGTTGGTGAGGTAACGGCTCA 
CCAAGGCAACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATG 


GGGGAAACCGCATGACGCAGCGACGCCGCGGGAGAGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCCCTGACGATAATGAGGGTAAGGGAGGAGGAAGCCAC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGCTCTTTAAGTGGGATGTGAAA 
TCCCTAGGCTCAACCTAGGAACTGCATTCCAAACTGGAGAGCTAGAGTGCAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGG 
AACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGA 
TGGGTACTAGGTGTAGGGGGCGAAGCCCTCTGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACCGAACCCTGTGGAAACACGGGGGTGCCCTT 
CGGGGAACGGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTTTAGTTGCCAGCAA 
TTCGGTTGGGCACTCTAGAGGGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTCTGGGCTACACACGTGCTACAA 
TGGCCGGTACAAAGAGAAGCAAGTCCGCGAGGAGGAGCCAATCTCAAAAACCGGTCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAGTTGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCCGGCAACACCCGAAGCCAGTGGGCTAACCC 
GCAAGGGAGGCAGCTGTCGAAGGTGGGGCTGGTGATTGGGGTGAAGTNGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
GATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCAGCTTGCTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTT 
GACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTGATCATCGCATGGTGGTTGGTGGAAAGCTTTTGCGGTTTTGGATGGACTCGCGGCCTA 
TCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAG 
CCGCAAGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGA 
GCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTATAGTGATGTAGGGGAGACTGGAATTCCT 
GGTGTAGCGGTGAAATGCGCACATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGG 
ATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGA 
CATGAACCGGAAACGCCTGGAAACAGGTGCCCCACTTGTGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCA 
TGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTG 
GGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCA 
CGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGAC TAANNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACAC 
GTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACCTGTCCTCGCATGGGGACGGGTGGAAAGCTCCGGCGGTGCAG 
GATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGG 
GAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCG 
TGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAG 
TTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAAC 
CTTACCAAGGCTTGACATACACCAGAAAGCTCTGGAGACAGAGCCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACAGGAGACCGCCGGGGTCAACTCGGAGGAAGGTG 
GGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAA 
GCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGCGGCCTAACCCCTTGTGGGAGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACGAAGT 
CGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCT 
GGCGGCGCGCCTAACACATGCAAGTCGAACGGTTAAGGCCCCCTTTAGGGGGCGCATAGAGTGGCGAACGGGTGAGTAACACGTGACCAACCCGCCCCCCCCACC 
GGGACAACCTCGGGAAACCGAGGCTAATACCGGATACGCCGGGGCCCCCGCATGGGGGCCCCGGGAAAGCCTTGGCGGGAGGGGACGGGGTCGCGGCCCATCAGG 
TAGACGGCGGGGCGAAGGCCCGCCGTGCCGACGACGGGTAGCCGGGCTGAGAGGCCGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCGACGCCGCGTGCGGGAAGGAGGCCTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAAGCCTGA 
CGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGCAGGCG 
GCCCGCCAAGCGGCCTCGTCGAAGCCGGGGGCTCAACCCCCGGAAGCGACCCGAACTGGCGGGCTCGAGTGGGGCAGGGGAGGATGGAATTCCCGGTGTAGCGGT 
GAAATGCGCAGATATCGGGAGGAACACCGACGGCGAAGGCAGCCCTCTGGGCCTTCACTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCCAGCCGTAAACGATGGGCGCTAGGTGCGGGGGGACACGACCCTCCGTGCCGCAGCCAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCGGGTGAAGC 
GGCGGAGACGCCGTGGCCGGAAGGAGCCCGCGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCG 
CCGCATGTTGCCAGCATTCAGTTGGGCACTCATGCGGGACCGCCGGCGCCAAGCCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGCCCCCCATGCCCTGGGC 
CGCACACGTGCTACAATGGCCGGCACAGCGGGCAGCGGACCCGCGAGGGCGAGCGAATCCCTTAAAGCCGGCCCCAGTTCGGATCGGAGGCTGCAACCCGCCTCC 
GTGAAGCCGGAGTTGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTCGTCTGCACCCGA 
AGCCGCCGGCCCAACCCGCAAGGGGGGGAGGCGTCGAAGGTGTGGAGGGTGAGGGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGGTGC 
TTGCACCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTAATACCGCATACGTCCTACGG 
GAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCT 
GAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCC 
GCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGAGGAAGGGCATTAACCTAATACGTTGGTGTCTTGACGTTACCGACAGAATAAGCACCGGC 
TAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGTTAAGTTGGATGTGAAAGCC 
CCGGGCTCAACCTGGGAACTGCATTCAAAACTGTCGAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAAC 
ACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGT 
CAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCG 
GGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTA 
ATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATG 
GTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTA 
GTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTANNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGT 
AGAGAGGTGCTTGCACCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTAATACCGCATA 
CGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCG 
TAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATC 
CAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGAGGAAGGGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACAGAAT 


AAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGTTAAGTTGGA 
TGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGTCGAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATAT 
AGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCACGTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGACGATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATT 
GGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTA 
CCAGCACGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACG 
TGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTC 
GGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTA 
GTCTAACTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCMT 
GGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAACGAGTTCTTCGGAACTTTAGTAGAGTGGCGCACGGGTGAGTAACGCGTAAGTA 
ATCTACCCTGATATCTGGGATAACAATTCGAAAGGATTGCTAATACCGGATACGTTGATTTATCAAGAAAGATGGCCTCTTCATGAAAGCTATTGTATCGGGAGG 
AGCTTGCGTACCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGGTTAGCGGGTCTGAGAGGATGATCCGCCACACTGGAACTGAAACACGGACC 
AGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGGATGATGAAGGCTTTCGGGTCGTAAAATCCTGTC 
AGATGGGAAGAAATGATTCATGGTTAATACCTATGTTTTTTGACGGTACCATCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTG 
CAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTTTTAAGTCAGATGTGAAAGTCCTCGGCTCAACCGAGGGAAGTGCATTTGAAACTGGGG 
AGCTTGAGTACTGGAGGGGATGGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACCATCTGGCCAGATACTGA 
CGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGGTGTTGGAGTGGTTAATCGCTTCATTGCC 
GGAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTC 
GACGCAACGCGCAGAACCTTACCTGGTCTTGACATCCCGAGAAGTTTGTGGAAACACGAACGTGCCTCTTGAGGAACTCGGTGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTTTAGTTGCCATCATTAAGTTGGGCACTCTAAAGGGACTGCCGGTGTCAAA 
CCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGACCAGGGCTACACACGTACTACAATGGCATAGACAAAGGGCAGCGACATCGCGAGGTGAAG 
CGAATCCCATAAACTATGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGGTTGTACCAGAAGCAGTTGAGCTAACTCTTCGGAGAGGCAGGCTGCCAAGGTATGGCTGGTAAC 
TGGGGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCCTAATACATGCAAGTCGAACGGACAAGTAAGAGCTT 
GCTCTTATGAGTTAGTGGCGCACGGGTGAGTAATGTATAGTTAATCTGCCCTACACTGGAGGACAACAGTTAGAAATGACTGCTAATACTCCATACTCCTTCTTA 
GCACAAGTTAAGTCGGGAAAGTTTTTTCGGTGTAGGATGAGACTATATTGTATCAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCTATGACGCATAACTGGTCT 
GAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCC 
GCGTGGAGGATGACACTTTTCGGAGCGTAAACTCCTTTTGTTAGGGAAGAATAATGACGGTACCTAACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAAGTCTTTTGTGAAATCTAATGGCTTAACCATTAAACTGCT 
TGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGATGGAACTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAAGAATACCCATTGCGAAGGCGATCTGCT 
AGAACTCAACTGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCATACTCGTTGTTGCTCTGCTAGT 
CAGGGCAGTAATTCAGCTAACGCATTAAGTATGCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAGGATACGCGAAGAACCTTACCTGGGCTTGATATCCTAAGAACCTCTTAGAGATAAGAGGGTGCTAGCTTGCTAGAACTTAGAGACAGGTGC 
TGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTATTTAGTTGCTAACAGTTTGGCTGAGCACTCTAAATAT 
ACTGCCTTCGTAAGGAGGAGGAAGGTGTGGACGACGTCAAGTCATCATGGCCCTTATGCCCAGGGCGACACACGTGCTACAATGGCATATACAATGAGACGCAAT 
ATCGCGAGNTGGAGCAAATCTATAAAATATGTCCCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGCCGGAATCGCTAGTAATCGTAGATCAGCCATGCT 
ACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACTCGAAGCCCAAATACCAAACTGGTTATGGTCCACAGTGGAATC 
AGCGACTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCNTAANAC 
ATGCAAGTCGAACGGAAGTTTTCGGACAGAACCGGTAACATCTTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTGCCTATCAGACCGGGACAACTCTGGGA 
AACCGGAGCTAATACCGGATACAATTATATAGGCGCATACTATATAGAAGAAAGGGTTACCGCTGATAGATAGGCCCGCGTCCNATTAGCTAGTTGGAGGTGTAA 
CGGACCCCCAAGGCAACGATGGGTAGCCGGCCTGAGAGGGCGATCGGCCACACTGGAACTGAGATACGGTGCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
CCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGGGAGGAATGCTTCGGGTAGTAAACCTCTGTYCTATGGGAAGAAGNAAGTGACGGTACCATAGGAG 
TAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGGGNAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTGATTAAGTTAG 
AGGTGAAAGCCCAGGGGTTAACCTTGGGATTGCCTCNNAAACTGGTTAACTTGAGTGCAGGAGAGGGAAGTAGAATTCCCAGTGTAGCGGTGAAATGCGTAGATA 
TTAGGAGGAATACCGGTGGCGAAGGCGGCTTCCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGAGNGCTAGGTGTTGGAGGGATCGACCCCTTCAGTGCCGTAGTTAACGCGCTAAGCNCTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTTNNCCCGTCCTNGAGATAGG 
ACCTTCTCTTGGAGACAAAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCGTTAGTT 
GCCATCACGTAAAGGTGGGCGCTCTAGCGGAACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACAC 
GTGCTACAATGGCCTNTCCCGAGGGAAGCGAAACCGCGATGCGAAGCAAATCCCAGAAAGCAGGTCTTAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGT 
CGGAATCGCTAGTAATCGYRGRTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGACANCACCCGAAGCCGGT 
GGGCTAACCTTTAAAGGAGGCAGCCGTCGAAGGTGGGGTCGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTC 
TTGAGAGCGGCGGACGGGTGAGTAATACCTAGGAATCTGCCTGATAGTGGGGGATAACGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCA 
GGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCCGTAACTGGTCTGAGAGGATG 
ATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTG 
AAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCATTAACCTAATACGTTGGTGTCTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTG 
TGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTC 
AACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTATGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGG 
CGAAGGCGACTACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGC 
CGTTGGGAGTCTTGAACTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATT 
GAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGG 
CACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTAC 
AAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGT 
GAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGA 
CGGTTACCACGGTGTGATTCATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGG 
CGGCGTGCCTAACACATGCAAGTCGAGCGAGAGGAGTTCTTCGGAACGAATCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTTATAGAGGGGAATA 
GCCTTCCGAAAGGAAGATTAATACCGCATAACATTGCAGTTTCGCATGAAACAGCAATTAAAGGAGAAATCCGCTATAAGATGGGCCCGCGGCGCATTAGCTAGT 
TGGTGAGGTAAAGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTCTTTGGGGACGATAATGACGGTA 
CCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATTT 


TTAAGTGAGGTGTGAAATACTCGGGCTCAACCCGAGAACTGCATTTCAAACTGGAAATCTAGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAAT 
GCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAATACTAGGTGTGGGGGTTGTCATGACCTCCGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCG 
TAATTGGGGAAGTGGCTTCGGCCACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
TTGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGC 
TACACACGTGCTACAATGGCAAGTACAAAGAGAAGCAAGACCGCGAGGTGGAGCCAAACTATAAAACTTGTCTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCA 
TGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAATACCCAAA 
GTTCGTGAGCTAACCCGCAAGGGAGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGANNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGCGGACTTCGGTCTGGCGGCGAGTGGCG 
AACGGGTGAGTAATACATCGGAACGTACCCTGTTGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGAAAG 
GCCTCGCGCAGCAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGATCAGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCMTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTM 
GGGTTGTAAAGCACTTTTGTCCGGAAAGAAATTGCTCTGGCTAATACCTGGGGTAGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAATT 
GCGCTTGTGACTGCAAGGCTAGAGTGCGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCC 
CCTGGGACGTGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGATTC 
ATTTTCTCAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATG 
ATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGAGATGCATTAGGTGCCCGAAAGGGAAAGTGGACACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCTACGCAAGAGCACTCTAGAGAGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTGCGTACAGAGGGTTGCCAACCCG 
CGAGGGGGAGCTAATCCCAGAAAACGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGG 
TGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGG 
TTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCT 
GGCGGCGTGCCTAATACATGCAAGTCGAACGTGAAAAGGGGCAACCCTTAGTAAAGTGGCGCACGGGTGAGTAACACGTAGGTAATCTGCCTTTCAGTGGGGAAT 
AACTTAGGGAAACCTGAGCTAATGCCGCATACGTTAGTAATAAGAAAGTGGGCGCCGCAAGGGCTCATGCTGAAAGAAGGGCCTGCGGCCTATTAGCTAGTTGGT 
GGGGTAATGGCCTACCAAGGCAACGATAGGTATCCGGTCTGAGAGGATGATCGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGG 
GAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAGGAAGGTCTTCGGATTGTAAAACTCTTTTTTTAGGGAAAAATGATTACAGAGCTA 
ATACCCTGTAAAGTGATGGTACCTAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGAATCATTGGGCGT 
AAAGCGCGCGCAGGCGGATCAGCAAGTCAGATGTGAAATCTCGAAGCTCAACTTCGAAACTGCGTCTGAAACTGCTAGTCTAGAATGTCGGAGGGGGCAGGGGAA 
TTTCACGTGTAGGGGTAAAATCCGTAGAGATGTGAAGGAACACCGGAGGCGAAGGCGCCTGCCTGGACGACTATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGTTATTGGGGGTATTGACTCCTTCAGTGACGCAGCTAACGCATTAAGTATTCCGCCTG 
GGGAGTACGGTCGCAAGACTAAAACTCAAACAAATTGACGGGGGCCCGCACAAGCGGTGGATTATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTAGGC 
TTGAACTCCTACGAACCCGTTGTAATGGACGGGGTGCCCGCAAGGGAATGTAGTGAGAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAA 
GTCTCGCAACGAGCGCAACCCCTATCGTCTGTTGCCAGCATTAAGTTGGGCACTCTGACGAGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCCTTATGTCTAGGGCTACACACGTAATACAATGGCGCGTACAGAGGGAAGCGAACTCGCAAGGGGGAGCAAATCTCAAAAAGCGCGCCTCAGTTCG 
GATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGGAGATCAGCACGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTTGTTTTCATTTTAAGACGTGACTCTAACCGCAAGGGGGAGAGCGTCTACAGTGGGAGCGATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCCTTCGGGGGTACA 
CGAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTGACTCTGGAATAACAGTTGGAAACAGCTGCTAATACTGGATATTCATCGTTCCCTTCCTGGGG 
GGTGGTGGAAAGCTCCGGCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGG 
ATGACGGCCTTCGGGTTGTAAACCGCTTTCAGTAGGGACGAAGGGTGACTGACGGTACCTACAGAAGAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTGATA 
CGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTCCGTCCCGTCAGAAGTGAAAACTCAGGGCTTAACCCTGAGCCTGCTTTTGA 
TACGGGCGGACTAGAGGGATGCAGGGGAGGACGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGTTCTCTGGGCA 
TTACCTGACGCTGAAAAACGAAAGCGTTGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGGTGGGCACTAAGTGTTGGGGACATTCCACGTT 
CTCCGTGCCGAAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATGCCGGAAAGCTGCAGAGATGTAGCCCCCGCAAGGTCGGTATACAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCGGATAATGCCGGGGACTCATAGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAAGTCCAGGGCTTCACGCATGCTACAATGGCTGGTACAAAGGGCTGCGATACCGCAAG 
GTGGAGCCAATCCCAAAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGGGAGGGAGCCGTCTAAGGTGGGACTG 
GCGATTAGGACTAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGA 
ACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGATATAGTGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTCACTACGGAATAGCTCTTGGAA 
ACGAGTGGTAATACCGTATACGCCCTCCGGGGGAAAGATTTATCGGTGAAAGATCGGCCCGCGTTAGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGAC 
GATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGC 
CTGATGCAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGCTAGGGATGATAATGACAGTACCTAGTAAAGAAGCCCCGGCTAACTTCG 
TGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGTGTGAAATCCCAGGGCTC 
AACCCTGGAACTGCATTTGAAACTGGAAGTCTAGAGACCAGGAGAGGTTAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTCGGTGGAACACCAGTGG 
CGAAGGCGGCTAACTGGACTGGTACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAGAGCTAGT 
TGTTGGCAGGCATGCCTGTCAGTGACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACATGTCCAGTATGGTTTCCAGAGATGGATCCCTTCAGTTAGGCTGGC 
TGGAACACAGGTRCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCATCACGTTTGGGT 
GGGCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGT 
GACAATGGGATAATCCCCAAAAACTGTCTCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTG 
AATACGTTCCCGGGCCTTGTACACACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGAACGAAC 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAACGATATAGTGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTCACTACGGAATAGCTCTGGGAAACTGGT 
GGTAATACCGTATACGCCCTTAGGGGGAAAGATTTATCGGTGAAAGATCGGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAATGGCTCACAAAGGCGACGATCCA 
TAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATG 
CAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGTCAGGGATGATAATGACCGTACCTGAAGAAGAAGCCCCGGCTAACTTCGTGCCAG 
CAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGTGTGAAATCCCGAGGCTCAACCTC 
GGAACTGCATTTGAAACTGGAAGTCTGGAGATCAGGAGAGGT TAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTCGGTGGAACACCAGTGGCGAAGG 
CGGCTAACTGGACTGATACTGACGCTGAGGTGCCAAAGTGTGGGGAGCAAACAGGATTAGATCCCTGGTAGTCCACACCGTAAACGATGACAGCTAGTTGTTGGC 


AGGCATGCCTGTCGGTGACCCAGTTAACACATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACATGTCTAGTATGGTTTCCGGAGACGGATTCCTTCAGTTCGGCTGGCTAGAACA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCATCACGTTTGGGTGGGCACT 
CTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGTAGGGC TACACACGTGCTACAATGGCAGTGACAATG 
GGATAATCCCAAAAAGCTGTCTCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCCCATCATGGGAATTGGTTCTACCCGAAGATCGTGCGCTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNAGAGTTTGATCATGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGATATAGTGGCAGACGGGTGAGTAACGCGTGGG 
AACGTACCTTTCACTACGGAATAGCTCTGGGAAACTGGTGGGAATACCGTATACGCCCTTAGGGGGAAAGATTTATCGGNGAAAGATCGGCCCGCGTTGGATTAG 
CTAGTTGGTGAGGTAATGGCTCACAAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGTCAGGGATGATAATGA 
CCGTACCTGAAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCG 
GACTTTTAAGTCAGGTGTGAAATCCCGAGGCTCAACCTCGGAACTGCATTTGAAACTGGAAGTCTGGAGATCAGGAGAGGTTAGCGGAATACCGAGTGTAGAGGT 
GAAATTCGTAGATATTCGGTGGAACACCAGTGGCGAAGGCGGCTAACTGGACTGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACACCGTAAACGATGAGAGCTAGTTGTTGGCAGGCATGCCTGTCGGTGACGCAGCTAACACATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGG 
TTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACATGTCTAGTATGG 
TTTCCGGAGACGGATTCCTTCAGTTCGGCTGGCTAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCATCCTTAGTTGCCATCACGTTTGGGTGGGCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTA 
CGGGTAGGGCTACACACGTGCTACAATGGCAGTGACAATGGGATAATCCCAAAAAGCTGTCTCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGGTGGAA 
TCGCTAGTAATCGTGGATCAGCATGCCACGGTCAATACGTTCCCGGGCCTTGTACACACCAAAAGTCACATCATGGGAATTGGTTCNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCGAACGATATAGTGGCAGACGGGTGAGTAACGCGTGGAAACGTACCTTTCACTACGGAATAGCACTTGGAAAC 
GAGTGGTAATACCGTATACGCCCTCCGGGGGAAAGATTTATCGGTGAAAGATCGGTCCGCGTTAGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGA 
TCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCT 
GATGCAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGCTAGGGATGATAATGACAGTACCTAGTAAAGAAGCCCCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTATTAAGTCAGATGTGAAATCCCAGGGCTCAA 
CCCTGGAACTGCATTTGAAACTGGTAGTCTAGAGACCAGGAGAGGT TAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTCGGTGGAACACCAGTGGCG 
AAGGCGGCTAACTGGACTGGTACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAGAGCTAGTTG 
TTGGCAGGCATGCCTGTCAGTGACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGAAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACATACCGATCGCGGTTTCCAGAGATGGATTCCTTCAGTTAGGCTGGATC 
GGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCATCACGTTTGGGTGG 
GCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGTGA 
CAATGGGATAATCCCCAAAAACTGTCTCAGTTCGGATTGTCGTCTGCAACTCGACGGCATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAATTGGTTCTACCCGAAGATCGTGTGCTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNAGAGTTTGATTCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGACATAGTGGCAGACGGGTGAGTAACGC 
GTGGGAACGTACCTTTCGCTACGGAATAGCTCTTGGAAACGAGTGGTAATACCGTATACGCCCTTCGGGGGAAAGATTTATCGGCGAAAGATCGGCCCGCGTTAG 
ATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGACTACGATCTATAGCTGGGCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGAATGATGAAGGCCTTAGGGTTGTAAAATTCTTTCGCTAGGGATGAT 
AATGACAGTACCTAGTAAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGT 
AGGCGGACTTTTAAGTCAGATGTGAAATCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGAAGTCTGGAGTTCAGGAGAGGTTAGCGGAATACCGAGTGTA 
GAGGTGAAATTCGTAGATATTCGGTGGAACACCAGTGGCGAAGGCGGCTAACTGGACTGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACACCGTAAACGATGACAGCTAGTTGTTGGCAGGCATGCCTGTCGGTGACGCAGCTAACGCATTAAGCTGTCCGCCTGGGGAGTACGGCCG 
CAAGGGTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTACCCTTGACATCCCGAT 
CGCGGTTTCCAGAGATGGATTCCTTCAGTTAGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGACATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCATCCTTAGTTGCCATCACGTTTGGGTGGGCACTCTAAGGAAACTGCCGGTGGCAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGTGACAATGGGATAATCCCAAAAAGCTGTCTCAGTTCAGATTGTCCTCTGCAACTCGAGGGCATGAAGG 
TGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACATCATGGGAATTGGCTCNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGTCTCAGAGTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGC 
CGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACGCAGCGAAAGCTGCGCTAATACCGCATACGATCTATG 
GATGAAAGCGGGGGACCGTAAGGCCTCGCGCGATTGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCAACGATCTGTAGCTGGTC 
TGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGC 
CGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTGGTACGGAACGAAAAGGCTCTGGTTAATACCTGGGGAACATGACGGTACCGTAAGAATAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGGCGTGAAAT 
CCCCGGGCTCAACCTGGGAATTGCGCTTGTGACTGCAAGGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGA 
ACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT 
GTCAACTGGTTGTTGGGTCTCTTCTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGGCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAATTTGCCAGAGATGGCTTAGTGCTCGA 
AAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAA 
AGGGCACTCTAATGAGACTGCCGGTGACAAACCCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCCG 
GTACAAAGGGTCGCAAACCCGCGAGGGGGAGCTAATCCATCAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAA 
TCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAGTTAGCCTAACCGCAAGG 
AGGGCGATTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGGTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNTTTGATCATGTCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGT 
GGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACGGAGCGAAAGCTTTGCTAATACCGCATACGATCTACGGATGAAAGCAGGGGACCG 
CAAGGCCTTGCGCGGACGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGGCTGATCCAGCCATGCCGCGTGAAGGATGAAGGC 
CTTCGGGTTGTAAACTGCTTTGGTACGGAACGAAAAGACTCCTTCTAATAAGGGGGGTCCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGG 
AACTGCATTTGTGACTGTATAGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCCATGGCGAAGGCA 
ATCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGGTGGGT 
CTTCACTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAACCGTAACACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTAGTTGGGCACTCTAATG 
AGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGC 
CAACCCGCGAGGGGGAGCCAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAAT 


GTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGGTAGCCTAACCGTAAGGAGGGCGCTTACCAC 
GGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGT TGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTTAAGCTGACGAGTGGCGAACGGGTGAGTAATA 
CATCGGAACGTGCCCAGACGTGGGGGATAGCTCGGCGAAAGCCGGATTAATACCGCATAAGCTCTGAGGAGGAAAGCGGGGGACCGTAAGGCCTCGCGCGTTTGG 
AGCGGCCGATGGCAGATTAGGTAGTTGGTGGGGTAAAGGCTTACCAAGCCTACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCT 
TTTGTACGGAACGAAAAGGCGCCTACTAATACTGGGCGTTGATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGTTGTAAGACAGTTGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGTGACTGCA 
ATGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTG 
ACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTTACTGACTCAGTAACG 
AAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCG 
ATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAAGTTGCCAGAGATGGCTTCGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAG 
GAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGC TACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATC 
CCATAAAACCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCGGTGAATACGTTCCCGGG 
TCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAAGGCGATTACCACGGCAGGGTTCGTGACTGGGGTTA 
AGTCCTAACAAGGTAGCCGTATCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAACGCTGNCGGCGTGCCTAA 
CACATGCAAGTCGAACGGAGAATTTGATAAGCTTGCTTAGAAAAATTCTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTACCCATAAATCCGGGACAACC 
CTTGGAAACGAGGGCTAATACCGGATAATCTTAGAGCCTGGCATCGGCATTAAGGAAAGATGGCCTCTGAAGATGCTATCGATTATGGATGGACCCGCGTCTGAT 
TAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGATGAAGGTCTTCGGATTGTAAAGTACTGTCTTTGGGGAAGAACG 
GTGGCTTTGAAAATATTGAGGCCACATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGG 
AATTGGGCGTAAAGGGCGCGTAGGCGGATTGTTAAGTCCGGTGTGAAAGATCAGGGCTCAACCCTGAGAGTGCATCGGAAACTGGGAATCTTGAGGACAGGAGAG 
GAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTAGAGGGTAACGACCCCTTCTGTGCCGCAGTTAACACAATAAGC 
ACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACC 
TTACCAAGGCTTGACATCCTACGAAATCTTTAGGAAACTAGNGAGTGCCCTTCGNGGAGCGTAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTATTTAGTTGCTAACAAGTAAGGTTGAGCACTCTAGATAGACTGCCGGTGATAAACCGGAGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCCGGTACAGACGGAAGCGAAGCCGCGAGGTGAAGCAAATCATCCGAGAAA 
GCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCACGAAAGTCTGCAACACCCGAAGCCGGTGAGGTAACCCGAAAGGGAGCTAGCCGTCGAAGGTGGGGCCGATAATTGGGGTGAAGTCG 
TAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCACTC 
TTTTAGAGTGAGCGGCAAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATACCGTATACGTCCTTAGGGAGA 
AAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCC 
CTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGC 
GTTGTTCGGATTTACTGGGCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGGGTATCTTG 
AGTGTGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGA 
GGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTTTACTGCTCGGTGGCGCAGCTAA 
CGCGTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGAGA 
GGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAAT 
CTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAGCGACTGGGGTGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACAGATGGGAGCTTGC 
TCCCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATGCTTGTTTGAACC 
GCATGGTTCAAACATAAAAGGTGGCTTCGGCTACCACTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATGCGTAG 
CCGACCTGAGAGGGTGATCGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG 
CAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAA 
AGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGCAGGCGGTTTCTTAAGTCTGAT 
GTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATG 
TGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAATCCTAGAGATAGGAC 
GTCCCCTTCGGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTG 
CCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTG 
CTACAATGGACAGAACAAAGGGCAGCGAAACCGCGAGGTTAAGCCAATCCCACAAATCTGTTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGC 
CCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCATTCTGGGACAAGCCTTGGAAACGAGGTCTAATACCGGATACGACGCAT 
CCCCGCATGGGGTGTGCGTGGAAAGCTCCGGCGATGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGCCGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGA 
CGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACTCCG 
GGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGT 
CACATTCCACGTGGTCCGCGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
AGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGGCCAGAGATGGTCGCCCCCTTGTGGTCGGTATACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTGTGTTGCCAGCGAGTAATGTCGGGGACTCAC 
AGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGC 
TGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAG 
CATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCGCAAGGGAAGGAGCT 


GTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGAT 
CAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCATTCTGGGACAAGCCTTGGAAACGAGGTCTAATACCGGATACGACGCATCTCCGCATGGGGTG 
TGCGTGGAAAGCTCCGGCGATGCAGGATGAACCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGA 
TGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCATTCGAT 
ACGGGCAGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCA 
TTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGTCACATTCCACGTGG 
TCCGCGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGG 
CTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGTGCAGAGATGTACGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTGTGTTGCCAGCGGGTTATGCCGGGGACTCACAGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAG 
GTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCAGTGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCGTAAGGGACGGAGCTGTCGAAGGTGGGAC 
CAGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGA 
GTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGC 
TATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAG 
ACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAA 
AGCACTTTAAGTTGGGAGGAAGGGTTGTAGATTAATACTCTGCAATTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATAC 
AGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTAGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAA 
ACTGACTGACTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTG 
ATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTT 
AGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGCACTCTAAGGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAG 
GTGGAGCTAATCCCANAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCA 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
GATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCT 
AGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATG 
AGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTA 
AGTTGGGAGGAAGGGCAGTAAATTAATACTTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGC 
AAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACAAG 
CTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACA 
CTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCA 
GCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTA 
ATCCCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGG 
CTCAGGACGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGAAGCTTTTTAATGATCCTTCGGGTGAACTAAGAAGTGGAAAGTGGCGAACGGGTGAG 
TAACGCGTGGGTAACCTGCCTCATGGAAAGGAATAGCCTCGGGAAACTGGGAGTAAAGCCTTATATTATTGAGTTGTCGCATGGCAATTCGATGAAAACTCCGGT 
GCCATGAGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATGGGTAACCGGTCTGAGAGGGCGANCTGTCACACTGGAACTG 
AGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGT 
AAAACTCTTTTATTGGGGAAGAAGAAGTGACGGTACCCAATGAAGAATTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCG 
GAATCACTGGGCGTAAAGGGCGCGTAGGCGGTTTTATAAGTCAGATGTGAAAGGTACCGGCTCAACCGGTGACGTGCATTTGAAACTGTAAGACTTGAGTACTGG 
AGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACAGATACTGACGCTGAGGTGCGAA 
AGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATGACTAGGTGTTGGGGAAACTCAGTGCCGCAGTTAACACATTAAGTCATC 
CGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGCCTTGACATCCTCTGACAATCCTAGAGATAGGACGTTTCCTTCGGGAACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCATTGAGTTGGGCACTCTAAAGGGACTGCCGTAGACAATACGGAGGAAGGTGGGGACGACGTC 
AAATCATCATGCCCCTTATGGCCTGGGCTACACACGTGCTACAATGGGTTGGGACAAAGGGAAGCGAAGCCGCGAGGTGAAGCCAATCCCATAAAACAACCCCCA 
GTTCGGATTGCAGGCTGAAACCCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATGCGTTCCCGGGTNTTGTACACACCGCCC 
GTCACACCACGAGAGTTGGCAACACCCGAAGCCAGTGAGCGAACCGTAAGGACGCAGNTGTCGAAGTGTGGCTCAGTTGAGGGGGTGAAGTCGTAACAAGGTAGC 
CGTATCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGG 
CGTGCTTAACACATGCAAGTTGGACGGGGCATATATTTGACANACTTTTCGGAGTTTAGAAGATATATGTTTAGTAGCGGACGGGTGAGTAATGCATGAGAACCT 
GCCCTTCAGAGGGGGACAACAGCTGGAAACGGTTGCTAATACCCCATAAGCCGAGAGGTAAAAGGAGTAATCCGCTGAGGGAGGGGCTCATGTCCTATCAGCTAG 
TTGGTAAGGTAACGGCTTACCAAGGCGAAGACGGGTAGCCGGCCTGAGAGGGCGATCGGCCACACTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGCCCTTGGGTCGTAAACCTCTGTTGTATGGGAAGAAGGACGTGAC 
GGTACCATAGGGGGGAATCCCGGCTCCAGCAGCCGCGGTAATACGTAGGGGACGAGCGTTNTCCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGATATTTAAG 
TCAGCTGTTAAAGTCATGGGCTCAACTCATGGATGCGGTTGAAACTGGATATTTCGAGTGCTGGAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAG 
ATATCGGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGCCAGCAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTG 
GCCGTAAACGATGAATGCTAGGTGTGGGTGTCGAGAGGCATCCGTGCCGGAGTTAACGCGCGCCTGGGGAGTACGGGCGCAAGGTTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTCGATGCAAACCGAAGAACCTTACCTGGGACGTAGTACGGATCTGAAAGGTGAAGGACCGTACCTTCGG 
GTACGGAGCGTACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCACCCCTGCATCCAGTTACCATCGAGTGAAGTCGGG 
GACTCTGGATGGACTGCCAGCGACAAGTTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCGACACACGTGCTACAATGGCCGATAC 
AGCGGGAAGCGAGCCTGCGAAGGTAAGCGGATCCCACAAAGTCGGTCTCAGTTCAGATTGGAGTCTGCAACCCGACTCCATGAAGGAGGAATCGCGGATCAGCCA 


AGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGTGCACCCGAAGCCGGAGGCTCAACCCGTAAGGGAGAAGGTGTGT 
CTGGTGAGGGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNATCCTGGCTCAGATTGAACGCTGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGACGGGAGCTTGCTCCTTGATTCAGCGGCGGACGGGTGAGTA 
ATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTAT 
CAGATGAGCCTAGGTCGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACA 
CGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGC 
ACTTTAAGTTGGGAGGAAGGGCAGTAAGTTAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGA 
GGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACT 
GGCGAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATA 
CTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAGT 
GGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTG 
GAGCTAATCTCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGA 
GTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTCTAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATACATAGGTTATGTG 
CCTCATAGTCTAGGATAGCCATTGGAAACGATGATTAATACTGGATACTCCTTATGAGGGAAAGTTTTTCGCTATGAGATCAGCCTATGTCCTATCAGCTTGTTG 
GTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGAACGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTA 
GGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTCGGATTGTAAACTCCTTTTGTTAGAGAAGATAATGACGGTATC 
TAACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGAATAGC 
AAGTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGTTATTCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCC 
GTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTACTAGAACATTACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCCTAAACGATGAATGCTAGTTGTTGTGAAGCTTGTCTTTGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCTGCTAGA 
GATAGCGGAGTGCTAGCTTGCTAGAACTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTCCTTAGTTGCTAACAGTTTAGCTGAGCACTCTAAGGAGACTGCCTTCGCAAGGAGGAGGAAGGTGAGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGG 
GCTACACACGTGCTACAATGGGAAGTACAAAAAGATGCAATATTGTGAAATGGAGCAAATCTCAAAAACTTCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTA 
CATAAAGCTGGAATCGCTAGTAATCGCAAATCAGCAATGTTGCGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCT 
TAAGTCGGAATGCCAAATAGGCTACCGCCCACGGCGGATGCAGCGACTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCC 
TGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAACAAAGCGGGAGGGAGTCTTCGGACGAAGCCCCGCTGCGTGAGCGGCGGACGGGT 
GAGTAACACGTGGGCAACCTGCCCTATGCACAGGGATAACGCACCGAAAGGTGTGCTAATACCGGATAAAGCGAGATGTCCGCATGGACGACTCGCCAAAGCTTT 
TGCGGCATAGGATGGGCCCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTGCGATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAA 
CTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGT 
CGTAAAGCTCTGTCCCAAGGGAAGATAATGACGGTACCTTGGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCC 
GGAATCACTGGGCGTAAAGGGTGCGTAGGCGGTTTTGCAAGCCAGAGGTGAAAGGCTATGGTTCAACCATAGTGAGCCTTTGGAACTGCCGGACTTGAGTACAGG 
AGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTTACTGACGCTGAGNCACGAA 
AGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGGTCAAACCTCGGTGCCGCAGCTAACGCATTAAGC 
ACTCCGCCTGGGGAGTACGCTCGCAAGAGTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCTGGACTTGACATCCCTTTGACCGCTTCGTAACGGAAGCTTTCTCTTCGGAGACAAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAGCACTTAGGGTGGGCACTTTAGAGAGACTGCCGAGGACAACTCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGTTCAGGGCTACACACGTGCTACAATGGGCGGTACAACGGGTTGCGAGCTCGCGAGAGCAAGCCAATCCCTTAAAGCCG 
TTTTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGTCGGAGTTGCTAGTAATCGCGATCAGAATGCCGCGGTGAATGCGTTCCCGGGTCTTGTACACAC 
CGCCCGTCACACCATGGGAGTCGGGGGCGCCCGAAGTCAGCTGTCCAACCGCAAGGGGGAGGCTGCCGAAGGTGAAACTGATGACTGGGGTGAAGTCGTAACAAG 
GTAGCCGTATCGGAAGGTCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGCTCAGGACGCAACCT 
GGNGGCGTGCTTAACACATGCAAGTCGAACGGAGATTCACCAATGGATCTTAGTGGCGAACGGGTGAGTAACGCGTAGGCAATCTGCCTTCTAGATGGGGACAAC 
ATCCCGAAAGGGGTGCTAATACCGAATGTTGTATGATATTCGCATGGAGATGATACTAAAGGTGGCCTCTGAATATGCTACCGCTAGAAGATGAGCCTGCGTCTG 
ATTAGCTAGTTGGAGGGGTAACGGCCCACCAAGGCTTCGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTTTCGTTAGGGACGAA 
CGTGCTCTTTGTGAATAATGAGGAGTAATGACGGTACCTAAATAAGAAGCCACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGTGCCAAGCGTTGTCC 
GGAATTATTGGGCGTAAAGCGCGCGCAGGCGGGATATCAAGTCTGTCTTAAAAGTGCGAGGCTCAACCTCGTGAGGGGACAGAAACTGGTATTCTTGAGTGTCGG 
AGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACGATGTCTGACGCTGAGGCGCGAA 
AGCTAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGGGTACTAGGTGTAGGGGGTATCGACCCCTCCTGTGCCGGAGTTAACGCAAT 
AAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAG 
AACCTTACCAGGGCTTGACATTGAGTGAAAGACCTAGAGATAGGTCCCTCCCTTCGGGGACACAAAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTATGTTGCCAGCGAGTAAAGTCGGGAACTCATGGGAGACTGCCGTCGACAAGACGGAGGAAGGCGG 
GGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGCCGGTAACAGAGGGCAGCGAACCGCGAGGTGAAGCGAATCTCAAAAAC 
CCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTGGAGACACCCGAAGCCGGTGAGGTAACCGTAAGGAGCCAGCCGTCGAAGGTGGAGTCGATGATTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTATCGGAAGGTGCGGGTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCAGGCTTAA 
CACATGCAAGTCGAACGGGCGTAGCAATACGTCAGTGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACCCAGGGAAACTTGGGCTAA 
TACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCAAAAGATCGGCCCGCGTCTGATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAGTAGCT 
GGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCC 
ATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCC 
GCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGGTCTTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAAC 
TGCCTTTGATACTGAGGATCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCT 
CACTGGCCCGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTAGTGGGT 
TTACTCACTAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTGACATGTCCATGACCGGTCGCAGAGATGTGACCTTCTCTTCGGAGCATGGAGCACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACCATTTAGTTGAGCACTCTAAGGAG 
ACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGC TACACACGTGCTACAATGGCGGTGACAATGGGAAGCA 
AAGGGGTGACCCCTAGCAAATCTCAAAAAACCGTCTCAGTTCGGATTGGGCTCTGCAACCCGAGCCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGC 


CACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGGCGGTGCGCTAACCCGCAAGGGAGGCAGCCGACCNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAATGCTGGCGGCGTGCTTAACACATGCAAGTCG 
AGCGAGAGAGTCTCTTCGGAGACAATAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTGTAGTGGGGGATAGCCCTCCGAAAGGAGGATTAATACCGC 
ATATTGTCACATTGAGGCATCTCAAAGTGATGAAAGGAGTAATCCGCTACAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGA 
CGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAC 
CCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCATTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGATTTTTAAGTGAGATGTGAAATACCCGGGCT 
CAACCTGGGGGCTGCATTTCAAACTGGAAATCTAGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG 
GCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAG 
GTGTGGGAGGTTTAACTCCTTCCGTGCCGCCGTTAACACATTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGTAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATGTCCTGAATTACCAGTAATGTGGGAAGTCCTTCGGGGACAGG 
AACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGAGCA 
CTCTAGCGAGACTGCCTGGGATAACCAGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAA 
AGAGATGCAAGACCGCGAGGTGGAGCTAAACTCATAAAACTTGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCGA 
ATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAACGTCCGTGAGCTAACCTGTAAGGGAGGC 
AGCGGCCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGACAGGAGCTTGCTCCTGAATTCAGCGGCGGACGGGTGAGTAAT 
GCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCA 
GATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACG 
GTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCAC 
TTTAAGTTGGGAGGAAGGGNNGTAGNTTAATACTNTGCNGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGG 
GTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGA 
CAAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACT 
GACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGG 
CGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAA 
ACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGA 
GCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACT 
GGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGG 
CTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAAGCGGTTTAAATGAAGTTTTCGGATGGAATTTAAATTGACTGAGCGGCGGACGGGTGA 
GTAACGCGTGGGTAACCTGCCTCATACAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATAAGCACACAGTGCCGCATGGTACGGTGTGAAAAACTCCGG 
TGGTATGAGATGGACCCGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACT 
GAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTGTTTCGGCATG 
TAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGATTAAGAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGG 
ATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGTTGCTAGAGTGCAGGA 
GAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGGAGCAAAGCTCTTCGGTGCCGCCGCTAACGCAATAA 
GTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAAGTCTTGACATCGGAATGACCGGTCCGTAACGGGGCCTTCCCTTCGGGGCATTCCAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAAGTCAAGTTGGGCACTCTGGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCAAAGGATTGATCTGGAGCAAACCCCAAAAATAA 
AGTCTCATTTCGGAATGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGTTTTGTACAC 
ACCGCCCGTCACACCATGGGAGTTGGTAACGCCCGAAGTCAGTGACCCAACCGCAAGGGAGGGAGCTGCCGAAGGCGGGACTGATAACTGGGGTGAAGTCGTAAC 
AAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGATTGAACGCT 
GGCGGCGTGCCTAACACATGCAAGTCGTGCGAGAAAGGTTCCTTCGGGGACTGAGTAGAGCGGCGCACGGGTGATTAACGCGTGGTGACCCTACCCAGGAGACCG 
GGATAACAGTGGGAAANTGCTGCTAATACCGGGTACGCTTCATATTTCACGTATGGGGGAAAGGCGGCCTCTGCTTGCCAGCTGCCACTCTTGGATGGGCCCGCG 
TCTCATTAGCTTGTTGGTAGGGTAACGGCCTACCAAGGCGACGATGAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGGAACACGGCCCAAACTCCT 
ACGGGAGGCAACAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCTCTGTCAGGAGGGA 
AGAAACCATGGGAGTCGAACAGGCTCTCGTGCTGACGGTACCTCCGGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTT 
AATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGTGCCGTAAGTCGGATGTGAAAGCCCTCGGCTCAACCGGGGAACTGCATTCGATACTGCGGTGCTTGAGT 
GTCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGCCGACAACTGACGCTGAGGT 
GCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGGTTTACCCTCGGTGCCGCAGTTAACGCGT 
TAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAA 
GAACCTTACCTGGGTTTGACATCCCGCGAATCTCTATGAAATTAGGGAGTGCCCTTCGGGGAGCGCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGT 
GAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTGCCAGTTGCTACCAGGTAATGCTGGGCACTCTGGCGAGACTGCCCGGGTCAACCGGGAGGAAGG 
TGGGGACGACGTCAAGTCATCATGGCCCTTACATCCAGGGCTACACACGTACTACAATGGCAGGTACAAAGGGTTGCCAAGCCGCGAGGCCGCGCTAATCCCAAA 
AAATCCTGTCTCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGCTGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTCAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCACGAAAGCTGGTTTTACCCGAAGCCGGCGGACTAACCGCAAGGGGGTAGCTGTCTACGGTAGGACCGGTGATTGGGGTGAAGTC 
GTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCC 
TGGCTCAGATTGAACGCTAGCGGAATGCCTTACACATGCAAGTCGAACGGCAGCATAGGGAAGCTTGCTTTCCTGATGGCGAGTGGCGAACGGGTGAGTAAAGTA 
TCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTGAGGGGGAAAGAGGGGGATCAGCGATGACCTTTTACTATTGG 
AGCGGCCGATATCGGATTAGTTAGTTGGTGGGGTAAAGGCCTACCAAGGCATCGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATTCCGCGTGTGCGATTGAAGGCCTTCGGGTTGTAAAGCAC 
TTTTGTCAGGGAAGAAAAGTTTTAGGATAATACCCTAGGATGCTGACGGTACCTGAAGAATAAGCACCGGCAAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAGAGATGTGAAATCCCAGGGCTCAACCTTGGAACTGCATTTTTAACTGC 
CGAGCTAGAGTATGTTAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATACT 
GACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGACCTTAAATGGTTTTGGTA 
GCGAAGCCAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAAT 
TCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTTTGGAATCCTGAAGAGATTTAGGAGTGCTCGCAAGAGAACCGAAACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGTAAAAGGGCACTCTAATGAGACTGCCGGTGATAAAC 
CGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCAGGACAGAGGGATGCGAAGCCGCGAGGTGGAGC 


TAATCTCACAAACCTGGTCGTAGTCCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTC 
CCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTAGTTAGTCTAACCGCAAGGGGGGCGATTACCACGGTAGGATTCATGACTGG 
GGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGC 
GGCGTGCTTAACACATGCAAGTCGAACGGTGAAGACCAGCTTGCTGGTTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTCACTCTGGGAT 
AAGCCTTGGAAACGGGGTCTAATACCGGATATGACGTCCCTACGCATGTGGGGGTGTGGAAAGATTTATCGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTG 
GTGGGGTAATGGCCTACCAAGGCGACGACGGGTTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
TGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTTGAGGGATGACCGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTG 
ACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGC 
GGTTTGTCGCGTCTGCTGTGAAAACCTCAGGCTCAACCTGGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGG 
TGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGTCCATTCCACGGATTCCGTGCCGCAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGG 
AAACGTGCAGAGATGTGCGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCCCAGCTT 
GCTGGGGGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTCACTCTGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATACGAGACGCACG 
GGCATCTGTAGCGTCTGGAAAGATTTATCGGTGAAGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGAC 
GCCGCGTTGCGGGATGACCGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCAGTCGCGTCTGCTGTGAAAACTCGAGGCTCAACCTCA 
GGCTTGCAGTGGGTACGGGCTGACTAGAGTGCGGTAGGGGCGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGC 
AGGTCACTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGG 
TCCATTCCACGGATTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAAGTGCAGAGATGTGCTCCCCGTAAGGTCGGTGTACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATG 
GGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCT 
GCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCT 
CAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGC 
CTGGTAGTGGGGGATAACGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTC 
GGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGG 
AAGGGTTGTAGATTAATACTCTGCAATTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTGTG 
GTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACCAACACTGACACTGAGGTGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCAT 
TAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCACAAA 
ACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGATTGAA 
CGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTG 
GGGGATAACGTTCGGAAACGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCT 
AGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCCAT 
TACCTAATACGTGATGGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTAC 
TGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTAGAGGGT 
GGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGCCTTGACATCCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACG 
TCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGATCGT 
AGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAG 
CCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGATTGAACGCT 
GCGGCAGGCCTAACACATGCAAGTCGAGCGGATGACGGGAGCTTGCTCCTTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGA 
CAACGTTTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTG 
GTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAGTT 
AATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGC 
GTAAAGCGCGCGTAGGTGGTTCGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCGAGCTAGAGTACGGTAGAGGGTGGTGG 
AATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCT 
GGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGC 
CTTGACATGCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCACAAAACCGATCGTAGTCC 
GGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 


CACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTA 
GGGGAACCTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGATTGAACGCTGGCGGCA 
GGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAAAGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGT 
TCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGG 
TAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTTACTTAATACG 
TGATTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTGTGGTAGAGGGTGGTGGAATTTC 
CTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAG 
TACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGAC 
ATCCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGT 
AACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCA 
TGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCACAAAACCGATCGTAGTCCGGATCG 
CAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAA 
CCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGC 
AGGCTTAACACATGCAAGTCGAGCGGAAACGATGATAGCTTGCTATCAGGCGTCGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCTAGTAGAGGGGGAC 
AACATGTGGAAACGCATGCTAATACCGCATACGCCCTTTTGGGGAAAGGAGGGGATCTTCGGACCTTCCGCTATTAGATGAGCCTGCGTGAGATTAGCTAGTTGG 
TGGGGTAAAGGCCTACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGAAGTGAGGAAGGGTGCTTGATTA 
ATACTCAAGTACTTTGACGTTAGCTTCAGAAGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGCGCGTAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCAGGGCTCAACCTTGGAATTGCACCTGATACTGGCAGGCTAGAGTACGGTAGAGGGATGTGGA 
ATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGACATCCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGTCGATTTTAGATTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGG 
GAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTT 
GACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCC 
CGTAACGAGCGCAACCCTTATCCTTATTTGCTAGCAGGTGATGCTGAGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCA 
TCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCGAACTTGCGAAAGTAAGCAAATCCCAAAAAGTGCGTCGTAGTCCGGA 
TTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGATTGCTCCAGAAGTAGCTAGCTTAACCTTNGGGATGGCGGTTACCACGGAGTGGTCAATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGG 
GAACCTGCGGNTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTG 
GCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCCCTTCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTGACTTCGGAAT 
ACCAGCTGGAAACAGCTGCTAATACCGGATATGACCTCGGCCCTCATGGGTTGGGGTGGAAAGCTCCGGCGGTCAAGGATGGGCTCGCGGCCTATCAGCTTGTTG 
GTGAGGTAATGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGTAGGGACGAAGCTAACGTGACG 
GTACCTACAGAAGAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGT 
CCGTCGCGTCAGGAGTGAAAACTCGGGGCTTAACCCCGAGCCTGCTTTTGATACGGGCGGACTAGAGGGATGCAGGGGAGAACGGAATTCCTGGTGGAGCGGTGG 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCATCACCTGACGCTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTG 
GTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGTGCCGAAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAA 
GCTGCAGAGATGTAGCCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTT 
CGTTCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAAGTCCA 
GGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGA 
CCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCGTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACA 
CCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCTAAGGTGGGACTGGCGATTAAGACTAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTCCCACCGGAGCTTGCTCCACCGGGAAAAGAGG 
AGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAATCGAAACCGCATGGTTTCG 
TTTTGAAAGGCGCTTTACGGTGCCGCTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGATGCATAGCCGACCTGAGA 
GGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGT 
GAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGGTGAGAGTAACTGTTCACCCCTTGACGGTATCTAACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCC 
GGCTCAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACC 
AGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTCCCCTTCGGG 
GGCAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTTAGT 
TGGGCACTCTAGCAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGAA 
GTACAACGAGTCGCGAAGTCGCGAGGCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAA 
TCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTTG 
GAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCATTTTCTTTCACCGTAGCTTGCTACACCGGAAGA 
AAATGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGCGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATTCCATTTACCGCATGG 
TAGATGGATGAAAGGCGCTTTTGCGTCACTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCTGCGATGCATAGCCGACCTG 
AGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCG 
CGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACCAGAAAGCCACGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGC 
CCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAA 
CACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
AGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCATCCTAGAGATAGGATTTTCCCTT 
CGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATT 
CAGTTGGGCACTCTAGCGAGACTGCCGCAGACAATGCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATG 


GAGAGTACAACGAGTCGCAAAGCCGCGAGGCTAAGCCAATCTCTTAAAGCTCTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTA 
GTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCAAAGCCGGTGCGGTAACCGC 
AAGGAGCCAGCCGTCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTTCCACCGGAGCTTGCTCCACCGGAAAA 
AGAAGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTACCCTCAAGCGGGGGATAACATTTGGAAACAGGTGCTAATACCGCATAATATTAATGAACTCATGT 
TTATTAATTGAAAGGCGCTTTTGCGTCACTTGAGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGATGCATAGCCGACCTG 
AGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCG 
CGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAGAACAAGGATGAGAGTAAAATGTTCATCCCTTGACGGTATCTAACCAGAAAGCCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCC 
CCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAAC 
ACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA 
GTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTCCCCTTC 
GGGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTT 
AGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGG 
GAAGTACAACGAGTTGCGAAGTCGCGAGGCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTT 
TTGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGT 
GATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATACCTCATGGGCTGCATGGTTTGTGAGGGAAAGCTTTTGCGGTGTGGGATGG 
GCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCA 
GCAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTG 
GGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGAC 
TGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTNTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGG 
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTSGATGCAACGCGAAGAACCTTACC 
TGGGTTTGACATGCACAGGACGCTGGTAGAGATATCAGTTCCCTKGTGGCSTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGKTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTCATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAG 
TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGC 
TCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGTACTTGTACCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAATC 
TGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAG 
GTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGG 
AGGAAGGGCAGTTACCTAATACGTATCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTT 
AATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACAAGCTAGAGT 
ATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGT 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACG 
CATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAG 
GTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGC TACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAG 
AAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTC 
GTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGATT 
GAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCTCTTGAGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTA 
GTGGGGGATAACGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTA 
GCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGT 
TGTAGATTAATACTCTGCAATTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAAT 
TACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGACTAGAGTATGGTAGAG 
GGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCTCTTAGTGGCGCAGCTAACGCATTAAGTT 
GACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCAGGCCTTGACATCCAATGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTCATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATG 
ACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGAT 
CGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGG 
TAGCCGTAGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGNCGAACGCTG 
GCGGCGTGCCTAACACATGCAAGTCGANCGGGGTTTAAGAGGAAGCTTGCGAATCTTAAACCTAGTGGCGCACGGGTGAGTAACGCGTGGATAACCTGCCTGGTA 
GACCGGGATAACAGCTGGAAACGGCTGCTAATACCGGATACGCTCTGNTGGACGCATGTTCAGCAGAGGAAAGCNTTAGTGCTATCAGATGGGTCCGCGTCCCAT 
TAGCTAGTTGGTGGTGTAAGAGNCCACCAAGNCGACGATGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTCCNCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGGGAAGAAGGCCTTCGGGTTGTAAACCTCTGTCTTCAAGGAAGAAGT 
AATGACGGTACTTGGAGAGGAAGCCCCGGCTAACTACGTGCCAGCANCCGCGGTAAAACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGT 
AGGTGGTACATTAAGTCAGAGGTGAAAGATCGGGGCTCAACCCCGAGATTGCCTCTGATACTGGTGGACTTGAGTGCAGGAGAGGGGAGCGGAATTCCCAGTGTA 
GCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCANACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGAGGTATCGACCCCTCCAGTGCCGTAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGGT 
GGCAACACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTC 
TGACGGTTCTAGAGATAGGGCTTTCATCCTTCGGGATGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCACCCCCTAACATTAGTTGCCAGCGAGTAAGGTCGGGAACTCTAATGTGACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATG 


CCCCTTATGTCCTGGGCTACACACGTACTACAATGGCCGGTACAGACGGAAGCGAAGCCGTGAGGCGGAGCAAATCTGAGAAAGCCGGTCCCAGTTCGGATTGTA 
GTCTGCAACTCGACTACATGAAGTCGGNATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNAGAGTTTGATYMTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGATTAGTACTTGTACTA 
ATGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCGTAATGTCTGTGGACTAA 
AGGGTGGGACCTATTGGCCACCTGCCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCCACGATCTCTAGCTGGTCTGAGAG 
GATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTG 
AATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTAGCGAGGAAGGTGATTGTTTTAATAGAACAATCAATTGCCGTTAACTACAGAAGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGACTTTTAAGTGAGGTGTGAAATCCCCGG 
GCTTAACCTGGGAATTGCATTTCAGACTGGGAGTCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCG 
AAGGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGTCGAT 
TTGGGGATTGGGCTTTGAGCTTGGTGCCCGTAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGCTTGCAGAGATGCGAGTGTGCCTTCGGGAGCT 
CTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGG 
GAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATA 
CAGAGGGCGGCGACCCAGCGATGGTGAGCGAATCTCAGAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGAAAGAGGG 
GCGTTTACCACGGTATGATTCATGACTGGGGTGAAGTCGTAACAAGGTARCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
AGAGTTTGATYMTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAGCAGGAAGAAGCTTGCTTCTTTGCTGACGAGTGGCGGACGG 
GTGAGTAATGCTTGGGAATCTGGCTTATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCGTAATGTCTTAGGACTAAAGGGTGGGACCGAAAGGCCAC 
CTGCCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGAGGTAAAGGCTCACCAAGCCCGCGATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAAC 
TGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTT 
GTAAAGTTCTTTCAGTGACGAGGAAGGCGATTGTTTTAATAGAACAGTCGATTGACGTTAATCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGGGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGATAGTTAAGTGAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATT 
TCAGACTGGCTATCTAGAGTATTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGG 
GAATATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGTCGATTTGGGGATTGGGCTTTAAGCT 
TGGTGCCCGTAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACCTTGTAGAGATACGAGGGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTTGGTCGGGAACTCAAAGGAGACTGCCGG 
TGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCGAGCCAGCGA 
TGGGGAGCGAATCTCACAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGCAAGGGGGGCGTTTACCACGGTATGATTC 
ATGACTGGGGTGAAGTCGTAACAAGGTARCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATYMTGGCTCAGA 
TTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGGAGAAGCTTGCTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCT 
GGCTTATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCGTAATGTCTTTGGACTAAAGGGTGGGACTTTCGGGCCACCTGCCATAAGATGAGCCCAAG 
TGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTAGCGA 
GGAAGGCAGACTTGTTAATAGCAAGTTTGATTGACGTTAACTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTA 
ATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGACTTTTAAGTGAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTCAGACTGGGAGTCTAGAGTA 
CTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGTCGATTTGGGGATTGGGCTTTAAGCTTGGTGCCCGTAGCTAACGTGA 
TAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAA 
GAACCTTACCTACTCTTGACATCCAGAGAATCTTGTAGAGATACGAGAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGA 
AATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTAGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGG 
GGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCAGCGACCCAGCGATGGTGAGCGAATCTCACAAAG 
TACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCTTCGGGGGGGCGTTTACCACGGTATGATTCATGACTGGGGTGAAGTCGTAA 
CAAGGTARCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATYMTGGCTCAGATTGAACGCTGGCGGCAGGCTT 
AACACATGCAAGTCGAACGGTAGCAGGAAGAAGCTTGCTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTATGGAGGGGGATAACT 
ACTGGAAACGGTAGCTAATACCGCGTAATGTCTTAGGACTAAAGGGTGGGACCATTTGGCCACCTGCCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGAG 
GTAAAGGCTCACCAAGCCCGCGATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACATCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTGACGAGGAAGGCGATTGTTTTAATAG 
AACAGTCGATTGACGTTAATCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAA 
GGGCACGCAGGCGGTTGTTTAAGTGAGGTGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTCAGACTGGACAACTAGAGTACTTTAGGGAGGGGTAGAATTC 
CACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGTCGATTTGGGGATTGGGKTTTAACTYTGGTGCCCGTAGCTAACGTRATAAATCGACCGCCTGGGGAGT 
ACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACA 
TCCAGAGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATACGGTCGGGAAC TCAAAGGAGACTGCCGGKGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCGGCGAGCCAGCGATGGGGAGCGAATCTCAGAAAGTACGTCTAAGTCCGGATTGGA 
GTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGAAAGGGGGGCGTTTACCACGGTATGATTCATGACTGGGGTGAAGTCGTAACAAGGTARCCGTANNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATTCTGGCTCAGATTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTGCGAG 
AAAGGGACTTCGTTCCCTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATTATCTACCCAGATATTCGGGATAACGGCGGGAAACTGGCGCTAATACCGGAT 
ACGCTCCAATTTCGGTTGGGGGAAAGGCGGCCTCTGCTTGCAAACTGTCCTATCTGGATGAGTCCGCGTCCCATTAGCTTGTTGGCGGGGTAATGGCCCACCAAG 
GCGACGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGG 
AAACCCTGACGCAGCGACGCCGTGTGAGGGAAGAAGGCTTTCGGGTCGTAAACCTCTGTCGGGAGGGAAGAACCTCCCAGGACTGAACAAGCCCTGGGACTGACG 
GTACCTCCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCGCGTAGGCCGC 
CTTCTAAGTCGGACGTGAAAGCCCTCGGCTCAACCGAGGAACTGCGTTCGAAACTGGGAGGCTTGAGTCCTGGAGAGGGTGGCGGAATTCCGGGTGTAGGAGTGA 
AATCCGTAGATATCCGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGAGCGATCTTCGGTGCCGCAGTTAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCCCGCGAATCCTCCC 
GAAAAGGAGGAGTGCCCTTCGGGGAGCGCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTCTTTAGTTGCCAGCGAGTAATGTCGGGCACTCTAGAGAGACCGCCTCGGTCAACGGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCA 


GGGCTACACACGTACTACAATGGTGGGTACAATGGGCTGCGAAACCGCAAGGTGGAGCCAATCCCAAAAAACCCATCCCAGTCCGGATCGGGGTCTGCAACTCGA 
CCCCGTGAAGTCGGAATCGCTAGTAATCGGAGATCAGCATGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGTTCTAC 
CCGAAAGCTCCGGGCTAACCGCAAGGAGGCAGGAGTCTACGGTAGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCA 
CCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAG 
GAAATAGCTTGCTATTTTGCTGACGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTACCGAGTAGTGGGGGATAGCCCAGAGAAATTTGGATTAATACCGCAT 
ACGCCCTACGGGGGAAAGGAGGGGATCTTTTGACCTTTCGCTATTTGATGAGCCTGCGTAAGATTACCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCT 
TTAGCTGTTCTGAGAGGATGATCACCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGAT 
CCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGATGTGAGGAAAGGTTAGTAGTTAATACCTGCTAACTGTGACGTTAACATCAGA 
AGAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTAAGTCAGTCA 
GATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCACCTGATACTGCTTAGCTAGAGTACAGAAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGAT 
ATAGGAAGGAACATCAGTGGCGAAGGCGGCCACCTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGTCAACTAGCCGTTGGGGAACTTGATTCTTTAGTGGCGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
TGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGC 
TTAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGTTCGTGTTGTGAAATGTGGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTATT 
TGCCAGCACGTAATGGTGGGAACTCTAAGGAGACTGCCGGTGACAAACCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACAC 
ACGTGTTACAATGGTCGGTACAAGAGGGTTGCAAACCTGCGAAGGCAAGCTATTCTCAAAAAACCGATCGTAGTCCGGATCGGAGTTTGCAACTCGACTCCGTGA 
AGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGTAG 
ATAGTCTAACCTTCGGGGGGACGTTTACCACGGTGTGGTTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGA 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCATCTTCGGGTGTGGATGAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTGCCCTGTA 
CTTTGGGATAAGCCCTGGAAACGGGGTCTAATACCGAATATGACCTTGCGCCGCATGGTGTAGGGTGGAAAGTTTCGGCGGTACAGGATGGGCCCGCGGCCTATC 
AGCTTGTTGGTGGGNTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCG 
TAAGTGACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTC 
GTAGGCGGCTTGTCGCGTCTGCTGTGAAAATCCGGGGCTTAACTCCGGACCTGCAGTGGATACGGGCAGGCTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTG 
TAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGCGACTTCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGC 
ACTGGAAACCGGCAGAGATGTCGGCCCCCTTGTGGCCGGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGTCCTGTGTTGCCAGCGCGTAATGGCGGGGACTCGCGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCC 
TTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACTGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCT 
GCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAG 
TCGGTAACACCCGAAGCCCATGGCCCAACCCCGCTTGCGGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAACCGTACCGGA 
AGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGG 
CGGCGTGCTTAACACATGCAAGTCGTACGCTGAAGCCCGCGCTTGCGTGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCTTGTACTCTGG 
GATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCATTCCTCGCATGGGGGGTGGTGGAAAGCTCCGGCGGTATGAGTTGAGCCCGCGGCCTATCAGCTTG 
TTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGGGTGATAC 
TGACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAG 
GCGGTGTGTCGCGTCTGCCGTGAAAACCTACAGCTTAACTGTGGGCGTGCGGTGGATACGGGCATCACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAG 
CGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGAT 
ACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGTGCTGTCCATGTACTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCAC 
AGGATCGCCTCAGAGATGGGGTTTCCCTTGTGGTCTGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGTCCTACGTTGCCAGCGGGTTATGCCGGGGACTCGTGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTT 
ATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGTGGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGTAGTCTGC 
AACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTC 
GGTAACACCCGAAGCCCATGGCCCAACTCTTCGGAGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 
GGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAG 
CCTTCGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGTACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATCACCAGCC 
TTCGCATGGGGGTTGGTTGAAAGTTCTGGCGGTACAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACG 
CCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACCAAGCGCAAGTGACGGTACCTGGGAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTTCGTGAAAACTCCACGCTTAACGTGGAGC 
GTGCGGGCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGG 
TCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGCGAC 
ATCCACGTTGTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCGCCAGACATCCCCAGAGATGGGGCTTCCCTTGTGGTTGGTGTACAGGTGG 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTACGTTGCCAGCGCGTCATGGCGGGGACTCGTGGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCG 
ATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCGTAAGGGGGGGAGTGGTCG 
AAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGTGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAGCTCCTTCGGGAGTGAGTAG 
AGCGGCGCACGGGTGAGTAACGCGTGGATGATCTACCCAGATGATCGGGATAACAGTTGGAAACGACTGCTAATACCGGATACGCTCCCATTTCGAACTGGGGGG 
AAAGGTGGCCTCTTCATGAAAGCTACTGCATCTGGATGAGTCCGCGTCCCATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATGGGTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCA 
CGTGGGGGATGAAGGCCTTCGGGTCGTAAACCTCTGTCAGAAGGGAAGAAACGCGCCATTTCAAATAGGCTTGGCGTTTGACGGTACCTTCAGAGGAAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGTACGTAGGCGGCGTGTCAAGTCAGGTGTGAAAGC 
CCTCGGCTCAACCGGGGAATTGCACTTGAAACTGATATGCTAGAGGTCTGGAGGGGGTAGCGGAATTCCCGGTGTAGGAGTGAAATCCGTAGATATCGGGAGGAA 
CACCAGTGGCGAAGGCGGCTACCTGGACAGTAACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATG 
GATGCTAGGTGTCGGGTGGCAACATTCGGTGCCGAAGTCAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCCCGCGAATCCTCTAGAGATAGAGGAGTGCCCTTCGG 
GGAATGCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTCAGTTGCCAGCAAGTA 


ATGTTGGGCACTCTGGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTACTACAATG 
GCGCAGACAATGGGCAGCTAAACCGCGAGGTCACGCGAATCCCAAAAACTGCGTCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTA 
GTAATCCCGGGTCAGCATACCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGTTCTACCCGAAGTCGTCGAGCTAACCCT 
CGGGAGGCAGGCGCCGACGGTAGGGCTGATAATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGAATTTAT 
GGAATGAACCTTCGGGTGAGTGAAGTAAAGGAAAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCCCATACAAAGGGATAGCCACTGGAAACGGTGATTA 
ATACCCTATAACCCATTAGTATCGCATGATACAGATGGCAAAGATTTATCGGTATGGGATGGACCCGCGTCTGATTAGCTAGTTGGTAAGGTAACGGCTTACCAA 
GGCGACMATCAGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCAACGCCGTGTGAGTGAAGAAGGCCTTCGGGTTGTAAAACTCTGTCCTAAGGGAAGAAACAAATGACGGTACCTAAGGAGGAAGCCCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCCTAGCAAGTCAGGGGTGAAAGG 
CATTGGCTCAACCAATGTAAGCCTTTGAAACTGTTGGGCTTGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAAC 
ACCAGTGGCGAAGGCGACTTACTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA 
ATACTAGGTGTCGGGTGTCAAAGCTCGGTGCCGCAGCAAACGCATTAAGTATTCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTTGATCGTCTATTAATGTAGACTTTCCTTCGGGA 
CAAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGTTTAGTTGTCATCAGGTAAAG 
CTGGACCCTCTAGACAGACTGCCGGGGATAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGCT 
GGTACAACGGGCAGCGAAAGAGTGATCTGGAGCGAATCCTATAAAAGCCAGTCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTTGGAGTTGCTAGT 
AATCGCGGATCAGAATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGCGCCCGAAGCCAGTGGCCTAACCCTTA 
TGGGAGGGAGCTGTCGAAGGTGGGACTAATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAACTTTCATCGAGTGCTTGCACTT 
GATGAAAGTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCAAAGCGGGGAATAACATTTGGAAACAGATGCTAATACCGCATAACAACGAAGACCAC 
ATGGTCTTCGTTTGAAAGACGGCGTAAGCTGTCACTTTGGGATGGACCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCCTACCAAGGCGATGATACGTAGCC 
GACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAA 
CGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACGTGGGTGAGAGTAACTGCTCATCCAGTGACGGTATCTAACCAGAAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGA 
AAGCCCTCGGCTTAACCGAGGAAGTGCATCGGAAACTGGAAGACTTGAATGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGA 
AGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTGATTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGAATACTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACATCTTCTGCTATCTCTAGAAATAGAGAGTTC 
CCTTCGGGGACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTACTAGTTGCCAG 
CATTAAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTAC 
AATGGATGGTACAACGAGTCGCTAAACCGCGAGAGTCAACTAATCTCTTAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATC 
GCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCGAAGTCGGTGGGGCAA 
CCCGTANNNNNGCTAGCCGCCTAAGGTGGGACCGATGATTAGGGTGAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTAC 
CTTTCAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATATTCTGTGAGCAGGAAAGCAGGGGATCGCAAGACCTTGCGCTGATTGAGCGGCCGATATC 
AGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCTACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGAACTGAGACACGGTCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAG 
AAATCGCATCAGCTAATACCTGGTGTGGATGACGGTACCCGAATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGACAGGCGTGAAATCCCCGGGCTCAACCTGGGAACTGCGCTTGTGACTGCACAGCTAGAGTACG 
GCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCGATACTGACGCTCATGCACG 
AAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGTGTTGGGTGGGTAAAACCACCTAGTACCGTAGCTAACGCG 
TGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGA 
AAAACCTTACCTACCCTTGACATGTCCAGAAGCCCGGAGAGATTTGGGTGTGCCCGAAAGGGAACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTTAGTTGGGCACTTTAACGAGACTGCCGGTGACAAACCGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAA 
AGCCGATCGTAGTCCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGT 
ACACACCGCCCGTCACACCATGGGAGCGGGTTCCGCCAGAAGATGGATGCCTAACCGCAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGT 
AACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCAGGC 
CTAACACATGCAAGTCGAACGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACT 
ACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGG 
GTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCATTNNGGTTAATAA 
CCNNAGNGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGAAACTGGCAAGCTTGAGTCTCGTAGAGGGGGGTAGAATTC 
CAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTATTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAATAGACCGCCTGGGGA 
GTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGA 
CATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATT 
GGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCGTGCCTA 
ATACATGCAAGTCGAGCGGAACTGAAAGAGCTTGCTCCTTCAGTTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGG 
GAAACCGGTGCTAATACCGAATAGTTTTTTGCCCCTCCTGGGGCGAAACGGAAAGACGGTTTCGGCTGTCACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTG 
GTGGGGTAATGGCCCACCAAGGCSACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTA 
GGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTTTTCGGATCGTAAAACTCTGTTGTGAGGGAAGAACAAGCATCATCT 
AACTAATGGTGCCTTGACGGTACCTCACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGCGCGCGCAGGCGGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGTGGA 
ATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCT 
GGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATCCCGCTGACCGCCTAGGAGACTAGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 


AGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAA 
TCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCAGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGTTCTCAGTTC 
GGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCCTTGTGGAGCCAGCCGCCGAAGGTGGGACGGATGATTGGGGTGAAGTCGTAACAANNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCC 
GCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAACAACTCCGGGAAACTGGAGCTAATACCGTATACGTCCTTCGGGAGAAA 
GATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCT 
AGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGT 
TGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATACTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGGTATCTCGAG 
TCCGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGG 
TGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTTGGCAAGTTTACTTGTCGGTGGCGCAGCTAACG 
CATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GCAGAACCTTACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATTCCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCT 
CCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGTCAGCGACTGGGGTGAAGT 
CGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTC 
AGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGCAGCACAGAGGAGCTTGCTCCTTGGGTGGCGAGTGGCGGACGGGTGAGTAATGCATCGGGA 
TCTACCCTGACGTGGGGGATAACCTCGGGAAACCGGGACTAATACCGCATACGTCCTACGGGAGAAAGCGGGGGACCTTTTAGGCCTCGCGCGGCAGGACGAACC 
GATGTGCGATTAGCTAGTTGGCGGGGTAATGGCCCACCAAGGCGACGATCGCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTATCA 
GGAGCGAAATCTGCATGCTTAATACGTGTGCAGTCTGACGGTACCTGAGGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGC 
GTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTCGTTAAGTCTGTCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGATGATACTGGCGAGCTAGA 
GTGTGTCAGAGGATGGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACATCAGTGGCGAAGGCGGCCATCTGGGACAACACTGACGCTGAA 
GCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGTCTCAACTCGAAGATCAGTGTCGAAGCTA 
ACGCGTTAAGTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAAC 
GCGAAGAACCTTACCTGGCCTTGACATGTCCGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGAGTAATGTCGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGA 
AGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTCGGTACAGAGGGTTGCAATACCGGGAGGTGGAGCCAATCCC 
AGAAAGCCGATCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTATGCCGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGGCGTTAGTCTAACCGCAAGGGGGACGACGCCCACGGAGTGGTTCATGACTGGGGTGAA 
GTCGTAACAAGGTAGCCGTATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTA 
ACACATGCAAGTCGAACGGTAAGGCCCTTTCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAACATCTGGAAA 
CAGTTGCTAATACTGGATATGAGCTGCCCTGGCATCGGGGTGGTTGGAAAGTTTTTCGGTCAAGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGC 
TCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACATTGGGACTGAGATACGGGCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGGGAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTCCGGGTTGTAAACCGCTTTCATCCATGACGAAGCTTTTGTGACGGTAGTGGAAGAAG 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGCCGTAAAGAGCTTGTAGGCGGTTTGTTGCGTCGGG 
AGTGAAAACTCAGGGCTTAACCCTGAGCCTGCTTCCGATACGGACAGACTTGAGGAAGGTAGGGGAGATTGGAATTCCTGGTGAAGCGGTGGAATGCGTAGATAT 
CAGGAGGAACACCAGTGGCGAAGGCGGATCTCTGGACCTTTCCTGACGCTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCCG 
TAAACGGTGGGTACTAGGTGTGGGGGACATTCCACGTTCTCCGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGCCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATGCCGGAAACATCTAGAGATAG 
GTGCCCCTTTATGGTCGGTTTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTG 
CCAGCAAGTTGTGTTGGGGACTCATAGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCA 
TGCTACAATGGCCGGTACAAAGAGTTGCGAGCCTGTGAGGGTGAGCGAATCTCAAAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTC 
GGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGGCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGT 
GGCNCTNAACCTTTTTGGAGGGAACCGTCNAAGGTGGGACCGGTAATTAAGACTAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNTCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAAACCGATTCCTTCGGGATGAAGTTTGTGGAAC 
GAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAGAGTTTCCTCTCGCATGAGAGG 
AATCGGAAAGGCGGCTTCGGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCG 
TGAACGAAGAAGGTTTTCGGATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTACCGTTTGAATAAGGCGGTACCTTGACGGTACCTATCGAGGAAGCCCCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAATCTT 
GCGGCTCAACCGCAAGCGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACA 
CCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAG 
TGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGGAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAAGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTTTGGCCATCTCTAGAGATAGAGAGTTCCCTTCG 
GGGACCAAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTAA 
GTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGA 
TGGTACAGAGGGCAGCGAAGCCGCGAGGTGAAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGT 
AATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGTGGTAACCTTTA 
TGGAGCCAGCCGCCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGGTGAANNCTGGCGGCGTGCCTAAGACATGCAAGTCGAGCGGGGCAGGTTTATACCTGTTCAGCGGCGGACGG 
GTGAGTACCGCGTGGGTGACCTACCCGGAAGAGNCGGACAACCTGGGGAAACCCAGGCTAATCCGCCATGTGGTCCTATCCTGTGGGGTAGGACTAAAGGGTGGA 
TAGCCCGCTTCCGGATGGGCCCGCGTCCCATCAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGACGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAGGG 
GCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGACGGAAGTCTGACGGAGCGACGCCGCTTGGAGGAGGAAGCCCTTCG 
GGGTGTAAACTCCTGAACTGGGGACGAAAGCCCTGTGTAGGGGGATGACGGTACCCAGGTAATAGCGCCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGCGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCCTGGGGCGTCCCATGTGAAAGGCCACGGCTCAACCGTGGAGGAGCGTGGGATACGC 
TCAGGCTAGAGGGTGGGAGAGGGTGGTGGAATTCCCGGAGTAGCGGTGAAATGCGCAGATACCGGGAGGAACGCCGATGGCGAAGGCAGCCACCTGGTCCACTTC 
TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGCGCGCTAGGTCTCTGGGGTTTATCTGGGGGCCGA 
AGCCAACGCGTTAAGCGCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGCCTTGACATGCTGGGGAACCTGGGTGAAAGCCTGGGGTGCCCGCGAGGGAGCCCCAGCACAGGTGCTGCATGGCCGTCGTC 


AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGGTTGGGCCGGGCACTCTAAGGGGACTGCCTGCGAAAG 
CNGGAGGAAGGCGGGGACGACGTCTGGTCATCATGGCCCTTACGGCCTGGGCGACACACGTGCTACAATGCCCACTACAGAGCGAGGCGACCCAGTGATGGGGAG 
CGAATCGCAAAAAGGTGGGCGTAGTTCGGATTGGGGTCTGCAACCCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGCGGGTTCTACCCGAAGTCGCCGGGAGCCTTAGGGCAGGCGCCGAGGGTAGGGCTCGTGACTGGGGC 
GAAGTCTGTAACAAGGTAGCTGTACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGAACGAAC 
GCTGGCGGCAGGCTTAACACATGCAAGTCGAGTCGACTTTCGGGATAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTCACTGCGGAATAGCCCAGGG 
AAACTTGGATTAATACCGCATACGCCCTTCAGGGGAAAGATTTATCGGTGAAGGATCGGCCCGCGTTAGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCG 
ACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAA 
CCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTCGTAAAGATCTTTCAACTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACAGGAAAGTTAGGGGTGAAATTCCGGGGC 
TCAACCTCGGAACTGCCTTCAAAACTATCTGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGT 
GGCGAAGGCGGCTTGCTGGCTCGATACTGACGCTRAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTAGTCCACGCCGTAAACGATGGATGCCA 
GACGTCGGGTTGCTATCTGTTCGGTGACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGGCTGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCCGGGCCAGCACCAGAGATGGTGTCTCCACTTCGGTGGCTCAG 
AGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCCATAGTTGCCAGCAGGTTTAGCTGGG 
CACTCTAGGGAGACTGCCGGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGC TACACACGTGCTACAATGGTGGTGAC 
AATGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTGTCCTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCAGTGCGCTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATAGTTCTTCGGAATTAGAGACCGGCGCACGGGTGCGTAACGCGTATG 
CAATCTACCTTTCACAGAGGGATAGCCCAGAGAAATTTGGATTAATACCTTATAGTATAGTCAGTTGGCATCGACATGATATTAAAGATTTATCGGTGAAAGATG 
AGCATGCGTCCCATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGGTTAGGGGTCCTGAGAGGGAGATCCCCCACATTGGTACTGAGACACGGACC 
AGACTCCTACGGGAGGCACCAGTGAGGAATATTGGACAATGGGCGCAAGCCTGACCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTT 
TATACAGGAAGAAACAGTTCTACGTGTAGAACCTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCCAAGC 
TTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTCAGATAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGTCTGACTTGA 
ATTATTAGGAAGTAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACTAATATATTGACGCTGAT 
GGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTGGGCGCAAGTTCAGTGGCTAAGCGAAAGTGA 
TAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAG 
GAACCTTACCAAGGCTTAAATGTAGATTGACCGGTTTGGAAACAGACTTTTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGT 
GTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCAAGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAAGAAAGTGGGG 
ATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCACTGGGCGAGCAGGAGCGAATCTATAAAACCG 
GTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGGATCGCTAGTAATCGCAGATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAANTCGGTAACCGCAAGGAGCTGCCTANGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTANCCN 
TANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAANACATGCAAGTCG 
AGCGGAACTTTGGGAGCTTGCTCCCTTAGTTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAA 
TACCGAATAGTTTTTTGCCCCTCCTGGGGCGAAACGGAAAGACGGTTTCGGCTGTCACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCT 
CACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGANTCCTACGGGAGGCAGCAGTAGGGAATNTTCCGCA 
ATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTTTTCGGATCGTAAAACTCTGTTGTAAGGGAAGAACACATGCCATTTAACTGATGGCATCT 
TGACGGTACCTTACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAG 
GCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGC 
GGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCANTCCGCCTGGGGAGTACGGCCG 
CAAGGCTGAAANTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCT 
GACCGCTTTGGAGACAAGGCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 
ATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGC TGCAAACCCGCGAGGGCAAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGC 
AACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTNCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGANTTT 
GTAACACCCGAAGTCGGTGAAGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGANTGAACNCTGGC 
GGCAGGCCTAACACATGCAAGTCGAACGGTAGCACAGAGSAGCTTGCTSCTTCGGTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGG 
GGGATAACTACTGGAAACGGTAGCTAATACCGCATAATGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTT 
GTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGTGTTGT 
GGTTAATAACCACAGCAATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGG 
GTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACC 
GCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTAGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTC 
AAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAG 
TCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACC 
GTAGGGGAACCTGCGGCTGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAA 
CACATGCAAGTCGAACGGTAACAGGAAGCAGCTTGCTSCTTCGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTAC 
TGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTTGTTGGTGAGGT 
AACGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGGTTATGGTTAATAACC 
TTANCCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCA 
GGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAATAGACCGCCTGGGGAGT 
ACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACA 
TCCACAGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 


GCCCTTACGACCAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGA 
GTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGGTAACCGTAGGGGAAC 
CTGCGGCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCT 
TAACACATGCAAGTCGAACGGTAACGGGTGGAAAGCTTGCTTTCCATGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGGATCTGGCTTATGGAGGGGGATA 
ACGACGGGAAACTGTCGCTAATACCGCGTAATGTCTAAGGACTAAAGGGTGGGATTTTCGGACCGCCCGCCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGT 
GGGGTAAAGGCCTACCAAGCCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCGCAATGGGGGCAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTGGTGAGGAAGGCGAATAAGTTAA 
CAGCTTATTCGATTGACGTTAGCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGT 
AAAGGGCACGCAGGCGGCTATTTAAGTGAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTCAGACTGGGTAGCTAGAGTACTTTAGGGAGGGGTAGAA 
TTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAACGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTGGGGATTGGGCGATAAGCCTGGTGCCCGAAGCTAACGTGATAAATCGACCGCCTGGGG 
AGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTG 
ACATCCTCAGAATCCGGTAGAGATATCGGAGTGCCTTCGGGAACTGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCATGTAGAGATGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGAAACGAGCCTGCGAGGGGGAGTGAATCTCAGAAAGTGCGTCGTAGTCCGGAT 
TGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGAAAGGGGGGCGTTTACCACGGTATGATTCATGAC TGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAACGGGTG 
AGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATATGACCATGCACTTCCTGGTGTGTGGTGGAAAGCTTTTG 
CGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACT 
GAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTG 
TAAACCTCTTTCAATAGGGACGAAGCGCAAGTGACGGTACCTATAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTG 
TCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACCGGCAGACTAAAGTA 
CTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAAC 
GCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACG 
CGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCAGTAGAGATATTGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTC 
AAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAG 
TCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCNTGGCTCAGAATGAACGCTGGCGGCAT 
GCGTAACACATGCAAGTCGAACGAGAAAGTTTCCTTCGGAAGGNGAGTAGAGTGGCGCACGGGTGAGTAACACGTAAGTAATCTGTCATCGAACCCGGGATAACA 
TTGCGAAAGNGATGCTAATACCGGATAAAGTTATTAATACTGCGGTATAAATAATGAAAGGCGGCTTTCGGGCAGTCGATCGATGTTGAGCTTGCGTCCCATTAG 
CTAGTTGGTGAGGTAAGAGCTTACCAAGGCGACGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGAGGGATTTTGCGCAATGGGGGAAACCCTGACGCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTCAGATGGGAAGAAGTTAT 
GTATCATTAATAGTGATGTGTATTGACGGTACCATCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAAT 
CATTGGGCGTAAAGGGCGCGTAGGCGGTTTGACAAGTCAGGTGTGAAATCCCGGAGCTTAACTCCGGATGGTCATTTGAAACTGTCAAACTTGAGTTCGGCAGAG 
GAAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGTCCGATACTGACGCTGATGCGCGAAGGTG 
TGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCACACAGTAAACGTTGATTACTAGGTGTTGGGTGCATAAAGCATTCAGTGCCGAAGCAAACGCATTAAGTA 
ATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCTGGACTTGACATCTCGGGAATCCCTTAGAGATAAGGGAGTGCCTTTCGGGGAACCCGAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTG 
TTCGGTTAAGTCCGGCAACGAGCGCAACCCTTATCTTCAGTTACCATCATTAAGTTGGGGACTCTGAAGAGACTGCCCGGGTTAACCGGGAGGAAGGCGGGGATG 
ACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCAGGAACAGAGGGAAGCAAGTCCGCGAGGCCAAGCAAATCCCAAAAATCCTGT 
CCCAGTTCGGATAGGAGTCTGTAACTCGACTCCTTGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACC 
GCCCGTCACACCAAGAGAGCTGGCTGTACCCGACGTCGTCGAGCTAACCCTTCGGGGAGGCAGGCGCCTAAGGTATGGCTGGTGATTTGGGTGAAGTCGTAACAA 
GGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGC 
GTGCCTAATACATGCAAGTCGAGCGGAATCGATGGAGTGCTTGCACTCCTGAGATTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCTCAAGACTGG 
GATAACTACCGGAAACGGTAGCTAATACCRGATAGGATATTTGGCTGCATGGCYGAATATGGAAAGGCGGAGCAATCTGTCACTTGAGGATGGGCCTGCGGCGCA 
TTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAAC 
GCCAGAGAGAGTAACTGCTCTTTGGGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGG 
AATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCTTTAAGTCTGGTGTTTAAACCCGGAGCTTAACTTCGGGACGCACTGGAAACTGGGGGACTTGAGTGCAGAAG 
AGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAA 
GCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAGGTCTTGACATCCCTTTGACCCCTCTAGAGATAGAGGTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCACGTGAATGGTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCTGGTACAACGGGAAGCGAAGCCGCGAGGTGGAGCCAATCCTAAAAAGC 
CAGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACA 
CACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGTAGATGATTGGGGTGAAGTCGTAACA 
AGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCTTTACACATGCAA 
GTCGAACGGTAACAGGCCGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACGCAGCGAAAGCTGCGCTAAT 
ACCGCATACGATCTGCGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCGATTGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCG 
ACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGACTTTTGGACAATGGGGGCAA 
CCCTGATCCAGCAATGCCGCGTGCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGGCTCTGGTTAATACCTGGAGCACATGACGGTAC 
CGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGCTG 
TAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAATGGCGCTTGTGACTGCAGTGCTGGAGTGTGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATG 
CGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTCTTTTCTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAAGTTGCCAGA 
GATGGCTTCGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 


TCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCATATAGGTGGGGCTACAC 
ACGTCATACAATGGCCGGTACAAAGGGCAGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAA 
GTCGGAATCGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAG 
GTAGCCTAACCGTAAGGAGGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCATGGGTGCTTGCACCTGATGGCGA 
GTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCGGAAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATATTCTGTGAGCAGGAAAGAGGGGGAT 
CGCAAGACCTCTCGCTTTCGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAG 
GCCTTCGGGTTGTAAAGCTCTTTCGGTCGGGAAGAAATGGCACGCTCTAACATAGCGTGTTGATGACGGTACCGACATAAGAAGCACCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGTCAGAGGTGAAATCCCCGGGCTCAACCTG 
GGAATGGCCTTTGAGACTGCACGGCTAGAGTGTGACAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGG 
CAGCCCCCTGGGTTACTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGATGTTGG 
GAGGGTTAAACCTCTTAGTGTCGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
GGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCAGGAATCCTTGAGAGATTGAGGAGTGCCCGAAAGGGAGCCTGAAC 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTAAGTTGGGCACTT 
TAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTTCAGAGG 
GTTGCCAACCCGCGAGGGGGAGCCAATCTCAGAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATC 
AGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGGTAGCCTAACCGCAAGGAGGGCGCTT 
ACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCCT 
AACACATGCAAGTCGGACGGAAACGATAGGAGCTTGCTCCTAGGCGTCGAGTGGCGGACGGGTGAGTAATGCATGGGAATCTGCCCTTTAGTTGGGGATACCGTA 
TGGAAACGTACGTTAATACCGAATGAGATCTACGGATGAAAGGTGCCCTCTTCTTGAAAGGTATCGCTAAAGGATGAGCCCATGTTAGATTAGCTAGTTGGTGAG 
GTAATGGCTCACCAAGGCATCGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAGCACTTTTAGTGAGGAGGAAAGGTTAGTAGTTAATAC 
CTGCTAGCTGTGACGTTACTCACAGAAAAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAA 
GCGCGCGTAGGCGGATTGTTAAGTCAGTTGTGAAAGCCCTGGGCTCAACCTAGGAACGGCGATTGAAACTGGCAGTCTAGAGTTTAGTAGAGGGAAGGGGAATTT 
CTGGAGTAGCAGTGAAATGCGTAGATATCAGAAGGAACATCAGTGGCGAAGGCGCCTTCCTGGACTAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACG 
GGATTAGATACCCCGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGTCTTATTAAAAAGATTAGTAGCGCAGCTAACGCGATAAGTTGACCGCCTGGGG 
AGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTG 
ACATCCTGCGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAGCGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTTAGTTGAGAACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCA 
TGGCCCTTATGGGATGGGCTACACACGTGCTACAATGGTCGGTACAAACAGTTGCGAAGCCGCGAGGTGGTGCTAATCTGAAAAAACCGATCGTAGTCCGGATCG 
GAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTGCAAAAGAAGTGGGTAGTCTAACCTTCGGGAGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTGAAC 
GCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGWGCTTCGSTCCTGGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTACCCTTCAG 
TGGGGGATAACTATCCGAAAGGATAGCTAATACCGCATATTCTCTGAGGAGGAAAGCGGGGGATCGCAAGACCTCGCGCTGATGGAGCGGCCGATATCAGATTAG 
CTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAATCGC 
GTGAGTTAAATACCTTGCGTGGATGACGGTACCGGAATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAAT 
TACTGGGCGTAAAGCGTGCGCAGGCGGTTTTTTAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGGAAGACTAGAGTATGGCAGAG 
GGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGTGTTGGGTGGGTAAAACCATTTAGTACCGTAGCTAACGCGTGAAGT 
TGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACC 
TTACCTACCCTTGACATGTTCAGAATCCTGAAGAGATTTGGGAGTGCCCGAAAGGGAGCTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTTAGTTGGGCACTTTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAGCCGA 
TCGTAGTCCGGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACAC 
CGCCCGTCACACCATGGGAGYGGGTTCYRCCAGAAGTRGKTAGCCTAACCGYAAGGRGGGCGMT TACCACGGYRGGRTTCRTGACTGGGGTGAAGTCGTAACNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTTACACATGCAAGTCGAACGGCAGCACGGGAGCTTGCTCCTGGTGGCGAGTGGCGA 
ACGGGTGAGTAATACATCGGAACGTACCCAGGAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATATTCTGTGAGCAGGAAAGCGGGGGATCGCAAGA 
CCTCGCGCTCTTGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCCGTAGCAGGTCTGAGAGGATGATCTGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCG 
GGTTGTAAAGCTCTTTCGGCGGGGAAGAAATGGCAACGGCTAATATCCGTTGTTGATGACGGTACCCGCATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTCGTAAGACAGACGTGAAATCCCCGGGCTCAACCTGGGAACTG 
CGTTTGTGACTGCGAGGCTAGAGTACGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCC 
CTGGGTTAGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGTGTTGGAAGGGTT 
AAACCTTTTAGTACCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAT 
GATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAACTTTCCAGAGATGGATTGGTGCCCGAAAGGGAGCCTGGACACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAATTGCCATCATTTAGTTGGGCACTTTAATGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCA 
AGCCGCGAGGTGGAGCCAATCCCAGAAAGCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGT 
CGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCTACCAGAAGTAGTTAGCCTAACCGTAAGGAGGGCGATTACCACGG 
TAGGATTCATGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACTTAAGAGTTTGATCCTGGCTCAGATTNAACGCTGGCGGC 
ATGCTTTACACATGCAAGTCGAACGGCAGCGGNGGGCTTCGGCCCCGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAA 
CTACGCGAAAGCGTTGCTAATACCGCATACGTCCTGAGGGAGAAAGCGGGGGATCTTCGGACCTCGCGCGATTGGAGCGGCCGATGTCGGATTAGCTAGTTGGTG 
GGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGACGGAAAGAAATCGCTTCGGCCAAT 
ACCCGAAGTGGATGACGGTACCGTAAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA 
AAGCGTGCGCAGGCGGTTTGCTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGGCAGGCTAGAGTACGGCAGAGGGGGGTGGAAT 
TCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTTGTTCGTAGAGGTAACTCTGTGAGTAACGCAGCTAACGCGTGAAGTCGACCGCCTGG 
GGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCT 
TGACATGCCTGGAACCTTGGTGAGAGCCGAGGGTGCCTTCGGGAACCAGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGCCATTAATTGCCATCATTCAGTTGGGCACTTTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCT 


CATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCTTAAAGCCGATCGTAGTCCGGAT 
TGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCNGGTCTTGTACACACCGCCCGTCACACC 
ATGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACNTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACNNGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCNGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCC 
AGTCATGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTGAGGGGGAAAGTGGGGGATCTTCGGACCTCACGTGATTGGAGCGGCCGATGTCAG 
ATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATTTTGGACAATGGGGCGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGCAAGGGAAGA 
AAACGTGTGGGCTAATATCCTGCGCGGATGACGGTACCTTGACAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATC 
GGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGCACGCCTAGAGTACGG 
CAGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTCGTAGAGGTAACTCTGTGAGTAACGCAGCTAACGCGT 
GAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAA 
AAACCTTACCTACCCTTGACATGTCCAGAACCCTCGAGAGATTGAGGGGTGCCTTCGGGAGCTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTGGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGG 
GATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCTTAAAGC 
CGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACA 
CACCGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAA 
GGCCAGTGCTTGCACTGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCAGAT 
AGGACCATGCTTTGGATGGTGTGGTGGAAAGTTTTTTCGGTGTGGGATGAGCTTGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGG 
TAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATG 
CAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCAACTGACGAAGCTTTTTGTGACGGTAGGTTGAGAAGAAGCACCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTGTGTGAAATTCCGGGGCTT 
AACTTCGGGGTTGCATACGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATG 
GCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAG 
GTGTGAGGCCCTTCCACGGGTTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACTGAATCGGGCTAGAGATAGTCTTTCCCTTGTGGTTGG 
TGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATGTTGTGGTGGG 
CACTTATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTAC 
AACGCGCAGCTACCTCGTGAGGGGACGCGAATCGCTGAAAGCCGGTCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGC 
AGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTGTCAAAGGGAGCT 
GTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTACCCGTACCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAATCTGC 
CCTGTGCTCTGGGATAGCCACCGGAAACGGTGATTAATACCGGATACGACCACTATAGGCATCTGTTGGTGGTGGAAAGTTTTTTCGGCATGGGATGTGCTCGCG 
GCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCTGATCCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGA 
CGAAGCGAAAGTGACGGTAGGTACAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAA 
AGGGCTCGTAGGCGGTTTGTCGCGTCGGGAGTGAAAACACCGGGCTTAACTCGGTGCTTGCTTCCGATACGGGCAGACTAGAGGTATGCAGGGGAGAATGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCATTACCTGACGCTGAGGAGCGAAAGTGTGGGGAGCGAAC 
AGGATTAGATACCCTGGTAGTCCACACCGTAAACGTTGGGCGCTAGGTGTGGGGCCTATTCCATGGGTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTT 
TGACATACACCGGAAGCCCCCAGAGATGGGGGTCTCTTTGATACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATCCCGTGAGGGGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGAT 
TGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGT 
CACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACC 
GGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAG 
GCCCTTTCGGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTCTCTTTGGAATAAGCGTTGGAAACGACGTCTAATGCCGAATATGAC 
CCCCTGTCGCATGGTGGGGGGTGGAAAGCTCTGGCGGAGAAGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGTGGGTAATGGCCCACCAAGGCGACGACGGGTA 
GCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCA 
GCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAGAGTGACGGTACCTGCAGAAGAAGGACCGGCCAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTCGCGTCGGGAGTGAAAACTCAGGGCTCAAC 
CCTGAGCGTGCTTCCGATACGGGCAGACTAGAGGTATGCAGGGGAGAACGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGA 
AGGCGGTTCTCTGGGCATTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGT 
GGGGACCTTCCACGGTTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATGCCGGAAAGCTGCAGAGATGTGGCCCCCCTTGTGGTCGGTATA 
CAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTGATGGTGGGGACT 
CATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCTTCATGCCCCTTATGTCCAGGGCTTCAAGCATGCTACAATGGCCGGTACAAAG 
GGCTGCGAAACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAG 
CCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCT 
ACCCTCAACTTCGGGATAAGCCTCGGAAACGGGGTCTAATACCGGATATCATCTCGCGCTTCATGGTGTGGGGTTGAAAGTTCTGGCGGTTGGGGATGGGCTCGC 
GGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGACGAAAGTCTGACGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGG 
ACGAAGCGAGAGTGACGGTACCTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTA 
AAGGGCTCGTAGGCGGTTCGTCGCGTCGGGAGTGAAAACTCGGAGCTTAACTCCGAGCCTGCTTCCGATACGGGCAGAC TAGAGGTAGGCAGGGGAGAGCGGAAC 
TCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGACATTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGT 
TTGACATATAGGGAAATCCTCCAGAGATGGGGGGTCCGTAAGGTCCTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAAACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTC 


ATGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTAGGACGAAGTCGTAACAAGGTAGCCGTACCG 
GAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACAC 
ATGCAAGTCGAACGCACCGCAAGTGGTAGCGGCAGACGGGTGAGTAACACGTGGGAATGTACCCAATGGCACGGAATAATTCCGGGAAACTGGAACTAATACCGT 
ATGAGCCCGTAAGGGGAAAGATTTATCGCCGAAGGATGAGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCG 
CGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGCCGACGGAGATAATGACGGTATCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTA 
ATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATTTTAAGTCAGGGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCCTT 
GATACTGGGTATCTCGAGTCCGGAAGAGGTAAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTTACTGGT 
CCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAAGCCGTAAACGATGGAGGCTAGCCGTTGGTGAGCATGCTCA 
TCAGTGGCGCACGTAACGCATTAAGCCTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGTCTCGGAAGTGGATCAGAGATGGACCACGCTCTTCGGAGCCGGGAACACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACTTTCGCCCTTAGTTGCCATCATTAGTTGGGCACTATAGGGAGACTGCCGG 
TGATAAGCCGCGAGGAAGGTGAAGATGACGTCAAGTCCTCATGGCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCGAACTCGCGAG 
TGTAAGCAAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAAT 
ACGTTCCCGGGCCTTGTACACACTGCCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAACGA 
ACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGGATGTGCCTGGTGGTACGGAACAACTCAGG 
GAAACTTGAGCTAATGCCGTATAAGCTTCGGGGGAAAGATTTATCGCCACCAGATCAACCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGA 
CGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAG 
CCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGCTGGGGAAGATAATGACGGTACCCAGAGAAGAAGCCCCGGCTAACTTC 
GTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGACTTTTAAGTCAGGGGTGAAATCCCAAGGCT 
CAACCTTGGAACTGCCTTTGATACTGGAAGTCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTG 
GCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAG 
CCGTTGGCTAGTATGCTGGTCAGTGGCTGCAGTAACGCTTTAAGCTTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGGCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATCCCGTGCTACTCAGAGAGATTTGAGGTTCCCTTCGGGGACGCGG 
AGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCTTCGCCCCTAGTTGCCATCATTCAGTTGGGCAC 
TCTAGGGGACTGCCGGTGATAAGCCGCGAGGAAGGTGGAGATGACGTCAAGTCCTCATGGCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGG 
GCAGCGAAGGAGCGATCCGGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTCGTAATCGCGGATCA 
GCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACTGCCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTG 
GCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAAGCTTGGTGCTTGCACCGAGCGGAGGAGTTGCGAACGGGTGAGTAACGCGTAGG 
TAACCTGCCTCTTAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAAAGTCGACATTGCATGATGTTGACTTGAAAGGTGCAAATGCATCACTAAG 
AGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATMCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCT 
CTGTTGTAAGAGAAGAACGAGTGTGAGAGTGGAAAGTTCACACTGTGACGGTAACTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGTCCCGAGCGTTRTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTACGCTTTGGAAACTG 
TTTAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAAC 
TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGTCCTTTCCGGGACTCAGT 
GCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACCGCTCTAGAGATAGAGCTTTCCTTCGGGACAGAGGTGACAGGTGGTGCATGGTTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTTAGTTGGGCACTCTAGCGAGACTGCCGGTAATAA 
ACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCGAGTCGGTGACGGCAA 
GCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATAGATGATT 
GGGGTGAAGTCGTAACAAGTAGCCGTATCGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAAC 
GCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCTGAAGAGAGGAGCTTGCTCTTCTTGGATGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGT 
AGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAAATTGATTATTGCATGATAATTAATTGAAAGATGCAATTGCATCACTACCAGATGGACCTGCG 
TTGTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGA 
AGAACGGGTGTGAGAGTGGAAAGTTCACACTGTGACGGTATCTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTT 
GTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTATGCTTTGGAAACTGTTTAACTTGAGTG 
CAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCT 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCCTTTCCGGGGCTTAGTGCCGCAGCTAACG 
CATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAGGTCTTGACATCCCTCTGACCGCTCTAGAGATAGAGTTTTCCTTCGGGACAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTGAA 
AGCCAGTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCGTAAGGAGCCAGCCGCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNTGCAAGTCGAACTCTGAACATCTTCGAGGTGTGTATGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGG 
ATAAGCCTTGGAAACGGGGTCTAATACCGGATACGATATCGGACCGCATGGTCTGGTGTGGAAAGTTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGT 
TGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATCTTGCGCAATGGGCGATAGCCTGACGCAGCAACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACACCGACGAAGCCTCTTGGG 
GTGACGGTAGGTGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTA 
GGCGGTTTGTCGCGTCGCTCGTGAAAACTGGAGGCTTAACCTTCAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTGTTTCCACGGTTCCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCA 
CCAGATCGGTATAGAGATATATCTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGTCCTGTGTTGCCAGCACGTAATGGTGGGGACTCGCGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCT 
TATGCCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGTGGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGGGGTCTG 
CAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGT 
CGGTAACACCCGAAGCCCATGGCCCAACCCGTGTGGGGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 
GGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAACGCTGAAGCATCTTCGAGGTGTGGATGA 
GTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATATGACACATTATCGCATGGTGGTGT 


GTGGAAAGTTCTGGCGGTGCAGGATGAGTCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGGGGGATGA 
CGGCTTCGGGTTGTAAACCTCTTTCGACATCGACGAAGCCTTCGGGTGACGGTAGGTGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTGCGAGCGTTCTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACCTGCAGCTTAACTGTGGGCTTGCGGTCGATAC 
GGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGAT 
ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGATGGGTTCCACTGTTT 
CCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACTAGACAGCTCCAGAGATGGGGTTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCGGGTTATGCCGGGGACTCGTGGGGGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGCCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGTGGCGATATCGTGAGG 
TGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCCTTGTGGGGGGAGTGGTCGAAGGTGGGACTG 
GCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGC 
CCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATACGACCATCTTCCGCATGGGATGGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGG 
CCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGGCAGGGAC 
GAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCCCGTGGCTTAACTACGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGTGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGTCTTCCATGGTTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACAT 
ACACCGGACGCGCTCGGAGACGGGTGTTCCTTTCGGGGCTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTTCCATGTTGCCAGCGGCGGCTTTCGGGCCGGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGTCGGTACAGAGGGCTGCTAACCCGTGAGGGGGAGCGAATCCCTAAAAGCCGGTCTCAGTTC 
GGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCGTTTGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAANNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTCTAGCTTGCTAGA 
GTGGATTAGTGGCGCACGGGTGAGTAATGCATAGATAACATGCCCTTTAGTCTAGGATAGCCATTGGAAACGATGATTAATACTGGATACTCCTTACGAGGGAAA 
GTTTTTCGCTAAAGGATTGGTCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGAACGGACACACT 
GGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTC 
GGATTGTAAACTCCTTTTGTTAGAGAAGATAATGACGGTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTT 
ACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGATAGCAAGTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGTTATTCTAGAGT 
ATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTAGAACATAACTGACGCTGATGC 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTTGTGGAGCTTGTCTCTGCAGTAATGCAGCTAACG 
CATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACAC 
GAAGAACCTTACCTAGGCTTGACATTGATAGAATCCGCTAGAGATAGTGGAGTGCTAGCTTGCTAGAACTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAACTATTCGGTAGAGCACTCTAAGGAGACTGCCTTCGCAAGGAGGAGGA 
AGGTGAGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGAAGCACAAAGAGATGCAATATTGTGAAATGGAGCAAATCTA 
TAAAACTTCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAAATCAGCTATGTTACGGTGAATACGTTCCCGGGTC 
TTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGAATGCCAAACTGGCTACCGCCCACGGCGGATGCAGCGACTGGGGTGNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGA 
TTTTATTAATTGATTACTTCGGTATGATTTTTCTAAAATCGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTAAGTAGGGGATAACATTTGGAAAC 
AGATGCTAATACCGTATAAATCTCAGAAACACATGTTTCTGAGCTGAAAGGCGGCTTTCGAGCTGTCGCTTTTGGATGGACCCGCGGCGTATTAGCTAGTTGGTG 
AGGTAAAGGCTCACCAAGGCAGTGATACGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGG 
AATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTGGAGAAGAACACGTTTGAGAGTAA 
CTGTTCAGACGTTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA 
AAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAGGAAGTGCATCGGAAACTGGGGAACTTGAGTGCAGAAGAGGACAGTGGAAC 
TCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAA 
CAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGCATTCCGCCTGG 
GGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCT 
TGACATCCTATGCCAATCTGAGAGATCAGACGTTCCCTTCGGGGACATAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTATGACTAGTTGCCAGCATTCAGTTGGGCACTCTAGTAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCAT 
CATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAACCCGCGAGGGCAAGCTAATCTCTTAAAGCCATTCTCAGTCCGGAC 
TGTAGGCTGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGAGAATTTGTAACACCCGAAGCCGGTGGGGTAACCTTTTAAGAACTAGCCGTCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGGA 
GAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGATTGAACGCTGGCGG 
CATGCTTTACACATGCAAGTCGAACGGCAGCGGGCCCTTCGGGGTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCAGGAGTGGGGGATAAC 
CAGTCGAAAGATTGGCTAATACCGCATACGTCCTGAGGGGGAAAGCGGGGGACCGTAAGGCCTCGCGCTCTTGGAGCGGCCGATGTCCGATTAGCTAGTTGGTGG 
GGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGACGGGAAGAAATCGCCCTGGCTAATA 
TCTGGGGTGGATGACGGTACCGTAAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGTGCGCAGGCGGCTCATTAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACTGGTGGGCTAGAGTGTGTCAGAGGGAGGTGGAATT 
CCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTGGTGGAGAAATCCATTAGTGACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGA 
GTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGA 
CATGGCAGGAATCCTCCAGAGATGGGGGAGTGCCCGAAAGGGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGCCATTAGTTGCTACATTTGGTTGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCA 
TGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAGCCGATCGTAGTCCGGATTG 
CAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTTCACCAGAAGTGGGTAGCCTAACCGCAAGGGGGGCGCTTACCACGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNAGTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAGGGGCAGCAGCATTTATCTTCGGATAGATGGCTGGCGACCGGCGGACGGGTGAGTAACACGTAGC 
TACTTGCCCCACAGTGTGGGACAACACGTGGAAACGCGTGCTAATACCGCATACACCCGAGAGGGGAAAGGCCGTAAGGTCGCTGTGGGAGAGGGCTGCGGCGTA 


TCAGCTAGTTGGCAGGGTAAGAGCCTACCAAGGCGATGACGCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGGAGGAAGAAGCCTTTCGGGGTGTAAACTCCTTTTATCAGGGAAGAAG 
ATGACGGTACCTGATGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGAGCGAGCGTTACTCGGAATCACTGGGCGTAAAGGGTGCGTA 
GGCGGTTTGGTAAGT TAGGAGTGAAAGCCCACAGCTCAACTGTGGAACTGCTTCTAAAACTGCCAGACTAGAGTCCGGGAGAGGCTGCGGGAATTCCTGGTGTAG 
GGGTGAAATCCGTAGAGATCAGGAGGAATGCCGAAAGCGAAGGCGCGCAGCTGGAACGGAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCCTAAACGATGGCCACTAGTGGTTGGGGGGACAGTCCTTCAGTCACGCAGCAAACGCGATAAGTGGCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATAGACGGGGACCCGAACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTGGGCTTGACATCCGGGGG 
ATCCTCCAGAGATGGGGGAGTGCTAACTTCGGTTAGAACTCCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCCTGCCCTTAGTTGCTAACGGTTAGGCCGAGCACTCTAAGGGGACTGCCCGGGCAACCGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTATGTCCAGGGCGACACACGTGCTACAATGGTGGGGACAAAGAGAGGCGATACCGCGAGGTGGAGCAAATCTGGAAAACCCCATCCTAGTTCGGATTGCACTC 
TGCAACTCGAGTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGA 
GTCGTGCTCACCCGAAGTCGGTATCCTAAAGATTAGGGCCGCCGACGGTGGGCACGGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGT 
GATCTGCCTCGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCGCATGCTGCATGGTGTGTGGTGGAAAGATTTATCGGTGCGAGATGGG 
CCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGA 
CAGGGACGAAGCGGAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGG 
GCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTTCTGTGAAAACTCACAGCTCAACTGTGAGCTTGCAGGGGATACGGGCAGACTAGAGTACTTCAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTA 
GCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACC 
TGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGGGTTATGCCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCA 
AGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGT 
TCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGTNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCAGGTAATCGCCCT 
TCGGGGCGTGCGCCTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATG 
ATGTCTTTCCTCGCATGAGGGAAGGCTGAAAGACGGCCTTTGTGCTGTCACTTACAGATGGGCCCGCGGCGCATTAGTTAGTTGGTGAGGTAAGAGCTCACCAAG 
GCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACG 
AAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTGTCAGGGAAGAACAAGCGTGGTTCGAACAGGGCCATGCCTTGACG 
GTACCTGACCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGT 
TTCTTAAGTCTGATGTGAAATCTCGCGGCTTAACCGCGAGCGGTCATTGGAAACTGGGAGGCTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGA 
AATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGTTGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTTGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGG 
CTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAGC 
GGCAGAGATGCCGTGTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACC 
CTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCT 
GGGCTACACACGTGCTACAATGGATGGAACAAAGGGAAGCGAAGCCGTGAGGTGTAGCAAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGC 
CTGTATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACAC 
CCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCCTAATACATGCNAGTCNAACGCTGAAGCACTCTGCTTGCAGAGTGTGGATGAGTGGCGAACG 
GGTGAGTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAACATCCGGAAACGGGTGCTAATACCGCATAGGTGAACGGAGCGCATGCTCTGCTCATTAAAGAT 
GGCCTTGTGCTATCGCTTATGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGATGATACGTAGCCGACCTGAGAGGGTGATCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAATACCGCGTGAGTGAAGAA 
GGTCTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACACGCAGAACAGTAACTGGTTCTGCGCTGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTCANCCG 
TGGATGGTCATTGGAAACTGGAAGACTTGAATGCAGAANAGGTAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAN 
GCGACTTACTGGTCTGTTATTGACGCTNAGGCTCGAAAGCGTGGGGAGCANACAGGATTAGATACCCTGGTAGTCCACGCCGTANACGATNAGTGCTAAGTGTTG 
GAGGGTTTCCGCCCTTCAGTGCTGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGATCTTGACATCCTCTGACCACCCAAGAGATTGGGCTTTCCCTTCGGGGACAGAGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTCAGTTGGGCACTCT 
AGCGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGATGACGTCNAATCATCATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGATGGTACAACGAG 
TTGCGAGACCGCGAGGTTTAGCTAATCTCCTAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCA 
GAACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGGAACACCCGAAGTCGGTCGAGTAACCCTTTTAGGGAGCTAGC 
CGCCGAAGGTGGGCTGGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGATATATTGAAGNTTTATCGGATATATATCTTAGCGGCGGACGGGTGAGTAACGC 
GTGGGTAACCTGCCTCATACAGGGGGATAACACAGGGAAACTTGTGCTAATACCGCATAACATAACGAGGCGGCATCGCTTTGTTATCAAAGGAGCAATCCGGTA 
TGAGATGGGCCCGCGTCCGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCGGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGCCTTCGGGTTGTAAAC 
TTCTTTGATTGGGGACGAAGAAAGTGACTGTACCCAAAAAACAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAA 
TTACTGGGTGTAAAGGGCGTGTAGGCGGGGATGCAAGTCAGATGTGAAATTCCGGGGCTTAACCCCGGCGCTGCATCTGAAACTGTATCTCTTGAGTGCTGGAGA 
GGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAACTGACGCTGAGGCGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACACAATAAG 
TATCCCACCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAAC 
CTTACCAGGGCTTGACATCCCTTGAAAGTCCTAGAGATAGGATTTCTCTTCGGAGCAAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAATCGGAGGAAGGTGGGGACGAC 
GTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGCTGTTACAAAGGGAAGCTAAGCCGCGAGGTGGAGCAAATCCCCAAAGGCAGCCCC 
AGTTCAGATTGCAGGCTGAAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATGGCAGGTCAGCATACTGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGAGAGTCTGCAACACCCGAAGTCAGTAGTCTAACCGCAAGGAGGACGCTGCCGAAGGTGGGGCCGATGATTGGGGTGANNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTAACACATGCAAGTCGAGGGGTAACAAGTCTAGCTTGCTAGATGTTGACGACCGGCGCACGGGTGCGCA 
ACGCGTATACAATCTGCCCCCTACTGTGGGATAGCCCAGAGAAATTTGGATTAATACCACATGGTACCATATTACGGCATCGTATTTATGGTTAAAGGTTACGGT 
AGGGGATGAGTATGCGTCCCATTAGTTAGTTGGCGAGGTAACGGCTCACCAAGACCGCGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGA 


CACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAA 
ACTGCTTTTATACGGGAAGAAAAAGGGCTACGTGTAGCCCACTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGATAAGTCAGGGGTGAAAGTCTGCCGCTCAACGGTAGAATTGCCTTTGATACTGTC 
GGTCTTGAGTTATGGTGAAGTTGGCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGCTGACTAACCATCGACTG 
ACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGGTCCTTGAGACCTGGGCGGC 
CAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GATGATACGCGAGGAACCTTACCAGGGCTTAAATGCATATTGACAGGGTCAGAGATGACTTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCT 
CGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCGAGTCATGTCGGGGACTCTAACGGGACTGCCGGTGCAAACCGT 
GAGGAAGGTGGGGACGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCCGGTACAGCGGGAAGCCATGCGGTAACGCAGAGCGG 
ATCCACAAAACCGGTCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNCGAGGGGTAACAAGTCTAGCTTGCTAGATGTTGACGACCGGCGCACGGGTGCGCAACGCGTATACAATCTACCCCCTACTGTG 
GGATAGCCCAGAGAAATTTGGATTAAGACCACATAGTACTATATTACGGCATCGTATTTATAGTTAAAGGTTACGGTAGGGGATGAGTATGCGTCCCATTAGTTA 
GTTGGCGAGGTAACGGCTCACCAAGACCGCGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGC 
AGTGAGGAATATTGGACAATGGACGAGAGTCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATACGGGAAGAAAAAGAGC 
TACGTGTAGCTTACTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTT 
TAAAGGGTCCGTAGGCGGGCCGATAAGTCAGTGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGTCGGTCTTGAGTTATAGTGAAGTTGCCGGA 
ATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTGACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGGTCCTTGAGACCTGGGCGGCCAAGCGAAAGTGATAAGTATCCCACCTG 
GGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGC 
TTAAATGCATTTTGACAGGGGTAGAGATACCTTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCT 
ATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCGAGTCATGTCGGGGACTCTAACGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGACGACGTCAAATCAT 
CACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCCGGTACAGCGGGAAGCCATGCGGTAACGCAGAGCGGATCCACAAAACCGGTCACAGTTCGGATC 
GGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCC 
ATGGAAGCTGGGAGTGCCTGAAGTCCGTCACCGTAAGGAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCG 
GCAGGCCTAACACATGCAAGTCGAGGGGTAACAAGTCTAGCTTGCTAGATGTTGACGACCGGCGCACGGGTGCGCAACGCGTATACAATCTACCCCCTACTGTGG 
GATAGCCCAGAGAAATTTGGATTAAGACCACATGGTACCATTTTACGGCATCGTATTAATGGTTAAAGGTTACGGTAGGGGATGAGTATGCGTCCCATTAGTTAG 
TTGGCGAGGTAACGGCTCACCAAGACCGCGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCA 
GTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATACGGGAAGAAAAAGAGCT 
ACGTGTAGCTTACTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTT 
AAAGGGTCCGTAGGCGGGCCGATAAGTCAGTGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGTCGGTCTTGAGTTATAGTGAAGTTGCCGGAA 
TATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTGACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGGTCCTTGAGACCTGGGCGGCCAAGCGAAAGTGATAAGTATCCCACCTGG 
GGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCT 
TAAATGCATTTTGACAGGGGTAGAGATACCTTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTA 
TAACGAGCGCAACCCCTACCGTTAGTTGCCAGCGAGTCATGTCGGGGACTCTAACGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGACGACGTCAAATCATC 
ACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCCGGTACAGCGGGAAGCCATGCGGTAACGCAGAGCGGATCCACAAAACCGGTCACAGTTCGGATCG 
GGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCA 
TGGAAGCCGGGAGTGCCTGAAGTCCGTCACCGCAAGGAGCGGCC TAGGGCAAGATCGGTAACTAGGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTG 
ATCTGCCTTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTCGGCTTCCTGGTCGATGGTGGAAAGATTTATCGGTGCAAGATGAGC 
CCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGAC 
TCCGACGAAGCGAAAGTGACGGTAGGAGTATAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGG 
CGTAAAGAGCTTGTAGGCGGCTTGTCGCGTCGATCGTGAAAACTCGGGGCTCAACCCCGAGCTTGCGGTCGATACGGGCAGGCTTGAGTACTTCAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAG 
CGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCT 
GGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNCGCGAACGCTGGCGGCACGCCTAACACATGCAAGTCGTGGGGCATCAGACCCTCCTTCGGGAGGGTGCTGGCGACCGGCAAACGGGTGAGTAACAC 
GTGGGTAACCTACCCTCAGGAGGGGGATAACCCCGGGAAACCGGGGCTAATACCCCATAATGCCAGGCGCCACTGAGGTGTCCTGGTTAAAGGGGGCCTCTGCTT 
GCAAGCTCCCGCCTGAGGATGGGCCCGCGGCCTATCAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTATGACGGGTAGCCGGCCTGAGAGGGTAGCCGGCCAC 
AGCGGGACTGAGACACGGCCCGCACCCCTACGGGGGGCAGCAGTGGGGAATCGTGGGCAATGGGCGAAAGCCTGACCCCGCGATGCCGCGTGCGGGAAGAAGCCC 
TTCGGGGTGTAAACCGCTGTCAGGAGGGACGAAGGGACTGTGGGCTAATACCTCACAGTCTTGACGGTACCTCCAGAGGAAGGGACGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTACGTCCCGAGCGTTGCGCGGAGTCACTGGGCGTAAAGCGTCCGCAGCTGGTCGGGTAAGCGGGATGTCAAAGCCCGCCGCTTAACGGCGG 
AACGGCATCCTGAACTGCCTGACTTGAGGCACGCCCGGGCAGGCGGAATTCCCGGGGTAGCGGTGAAATGCGTAGATCTCGGGAGGAACACCGAAGGGGAAGCCA 
GCCTGCTGGGGCTGTCCTGACGGTCAGGGACGAAAGCCAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTGGCCGTAAACCATGGGCGCTAGGGCTCGTCC 
TTCTGGGCGGGCTCGCAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTGGCGGGGGCCCGCACAACCGGTGGAGC 
GTCTGGTTCAATTCGATGCTAACCGAAGAACCTTACCCGGGCTTGACATGCCAGGGTCACCTCTGCGAAAGCGGAGGGTTTTCGTTCCTCTGGAGCGAACCCTGG 
CACAGGTGGTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCCAGTTGCTACCCCTTTTGGGGAGCAC 
TCTGGAGGGACTGCCGGCGATAAGCCGGAGGAAGGTGGGGACGACGTCAGGTCAGTATGCCCTTTATGCCCGGGGCCACACAGGCGCTACAGTGGCCGGGACAAT 
GGGATGCGACCCAGCAATGGGGAGCCAATCCTTAAACCCGGTCATGGTGCGGATTGTGGGCTGAAACTCGCCCACATGAAGCCGGAATCGGTAGTAACGGGGTAT 
CAGCGATGTCCCCGTGAATACGTTCTCGGGCCTTGCACACACCGCCCGTCACGCCACGGAAGTCGGTCCTGTCGGAAGTCCCCGAGCTAACCCGCAAGGGAGGCA 
GGGGCCGATGATAGGGCTGGCAACTGGGGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGAGGGGTAAC 
ATAGAGAAGCTTGCTTTTCTGATGACGACCGGCGCACGGGTGAGTAACGCGTATACAACCTACCTTTTAGCGGGGAATAGCCCAGGGAAACTTGGATTAATGCCC 
CATAGTATGGTGATCTCTCCTGAGATTATCATTAAACATTTATGGCTATTAGATGGGTATGCGTCCTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGGCAGC 
GATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGC 
CTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTACAGAGGAAGAATCGCCACTACGTGTAGTGGTTTGACGGTACTCTGCGA 
ATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCAGTTAAGTCA 


GTGGTGAAAGTCTTCCGCTCAACGGGAGAACTGCCATTGAAACTGATTGTCTTGAGTTATTATGAAGTGGTTAGAATGAGTAGTGTAGCGGTGAAATGCATAGAT 
ATTACTCAGAATACCGATTGCGAAGGCAGATCACTAATAATATACTGACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACGC 
CGTAAACGATGGTTACTAGCTGTTCGGCCCGATTAAGGGCTGAGTGGTTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGGAGTGGAAACA 
CTTTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTGGTTAGTTG 
CCAGCGAGTAATGTCGGGAACTCTAGCCAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACG 
TGCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTACAAACCCTATCACAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTG 
GAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGGGTACCTGAAGTCGGTC 
ACCGCAAGGAGCCGCCTAGGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCA 
AGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAAT 
ACCGGATATGACATTTCGCATGGGTGGTGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACG 
ACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCC 
TGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTTGCGTCTGCCGTGAAAGCCCGTGGCTT 
AACTGCGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGG 
CGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGG 
TGTGGGGGTCTTCCATGGTCTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGGAAACATCCAGAGATGGGTGCCTCTTCGGACTGGGT 
GACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGCTCTTCGGGGTG 
GTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGTC 
GGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTA 
ATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCT 
TGCTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNCGTGGATAATCTACCTATGAGATGGGGATAACTATTAGAAATAGTAGCTAATACCGAATAAGGTCAATTGAGATGTTAATTGATG 
AAAGGAAGCCTTTAAAGCTTCGCTTGTAGATGAGTCTGCGTCTTATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCTATGATAAGTAACCGGCCTGAGAGGG 
TGAACGGTCACACTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGGCGAAAGCTGACGGAGCGACACTGCGTGAAT 
GATGAAGGTCGAAAGATTGTAAAGTTCTTTTATAAATGAGGAATAAGCTTTGTAGGAAATGACAGAGTGATGACGTTAATTTAGGAATAAGCCCCGGCTAATTAC 
GTGCCAGCAGCCGCGGTAATACGTAAGGGGCGAGCGTTGTTCGGGATTATTGGGCGTAAAGGGTGAGTAGGCGGATATGCAAGTCTATGCGTAAAATACCACAGC 
TCAACTGTGGAGCTATGCTGGAAACTGCATGTCTAGAGTCTGATAGGGGAAGTTAGAATTCCTGGTGTAAGGGTGGAATCTGTTGATATCAGGAAGAATACCAGA 
GGCGAAGGCGAACTTCTGGGTCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCTGTAAACGATGCACACTT 
GGTGTTAACTGAAAGGTTGGTACCGAAGCTAACGTGTTAAGTGTGCCGCCTGGGGAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGTACCTTACCAGGGCTTGACATATATAGGATATGGTTAGAGATAACTATTCCCCGTTTGGGGTCTATA 
TACAGGTGCTGCATGGTTGTCGTCAGCTCGTGCTGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTCTGTTACCAGCATGTAAAGATGGGGA 
CTCAGACGAGACTGCCGGTGATAAGCCGGAGGAAGGTGAGGATGACGTCAAATCATCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCTGTACAA 
AGCGATGCGAAGCAGTGATGTGAAGCAAAACGCATAAAGCAGGTCTCAGTCCAGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGTAT 
ATCAGAATGATACGGTGAATACGTTCTCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGAGCGAACGCTG 
GCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGGGGTTAGTGGCGGACGGGTGAGTAACGCGTAGGAACCTATCCAGAGGTGGGGGATAACACCGGGAA 
ACTGGTGCTAATACCGCATGATACCTGAGGGTTAAAGGCTTTTGTTGCCTTTGGAGGGGCCTGCGTTTGATTAGCTAGTTGGTTGGGTAAAGGCTGACCAAGGCG 
ATGATCAATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAA 
CCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCACTAGGGAAGATGATGACGGTACCTAGAGAAGAAGCCCCGGCTAACTT 
CGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTTATACAGTCAGATGTGAAATCCCCGGGC 
TTAACCTGGGAACTGCATTTGATACGTATAGACTAGAGTCCGAGAGAGGATTGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGT 
TGCGAAGGCGGCAATCTGGCTCGGAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTG 
GATGTTGGGAAACTTAGTTTTTCAGTGTCGAAGCTAACGTGTTAAGCACACCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGAAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGTCTTGTATGGGGAGGACGTGCTCAGAGATGAGTATTTCTTCGGACCTCCC 
GCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCTTTAGTTGCCATCACGTTTGGGTGGGC 
ACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCTGGGCTACACACGTGCTACAATGGCGGTGACA 
ATGGGAAGCTACATGGTGACATGATGCCGATCTCAAAAAACCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGTGG 
ATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCGCAAGGGCGCAG 
CGACCCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACG 
CTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAAAAGAAGCTTGCTTCKATTCGGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCKKWA 
GACCGGGATAACWY CGRGAAACCGGTGCTAATACCGGATAACACSRAAKRCCGCATGRYCTTTGGTTGAAAGGCGGCKYARGCTGTCACTWMMGGATGGGCCCGC 
GGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGTCTTCGGATTGTAAAGCTCTGTTGTTAGGG 
AAGAACAAGTACCGCAGTAACTGGCGGTACCTTGACGGTACCTAACGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTT 
GTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGT 
GCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGC 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTTACACCCTTTAGTGCTGTAGCTAAC 
GCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACG 
CGAAGAACCTTACCAGGTCTTGACATCCCTTGACACCCCAAGAGATTGGGCGTTCCCCTTCGGGGGACAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGATGACAAATCGGAGGAA 
GGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTTGCAAACCCGCGAGGGGGAGCCAATCCCA 
AAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTGAGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGGCAGATGATTGGGGTGAA 
GTCGTAACAAGGTAGCCGTATCGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTGGCGGCGTGCCTAATAC 
ATGCAAGTCGAGCGAATCAATGGGAGCTTGCTCCCTGAGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTTCGGGAAA 
CCGGAGCTAATACCGGATAGTTTCTTCTCTCGCATGAGAGAAGATGGAAAGATGGTTTCGGCTATCACTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGA 
GGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTTGT TAGGGAAGAACAAGTACGAGAGTAAC 
TGCTCGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAA 
AGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAGAGTGGAATT 
CCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTANACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGG 


GAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAANGAACCTTACCAGGTCT 
TGACATCCTCTGCCAANCCCTAGAGATAGGGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGGTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAAT 
CATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGAGCTGCGAACCCGCGAGGGTAAGCNAATCTCATAAAGCCATTCTCAGTTCG 
GATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAT 
CGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCTACAGGCTTAACACAT 
GCAAGTCGAGGGGAAACGACATTGAAGCTTGCTTCGATGGGCGTCGACCGGCGCACGGGTGAGTAACGCGTATCCAACCTGCCTCTGACTAAGGGATAACCCGGC 
GAAAGTCGGACTAATACCTTATGAGGTTTTCAGCAGACATCTAACGAAAACGAAAGATTTATCGGTCAGTGATGGGGATGCGTCTGATTAGCTTGTTGGCGGGGT 
AACGGCCCACCAAGGCAACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATA 
TTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTATGGGTTGTAAACTGCTTTTATGTGGGGATAAAGTGAGCTACGTGTAGTT 
TATTGCAGGTACCACATGAATAAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG 
TAGGCCGTGGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGAATTGCAGCGCGAACTGGTTCACTTGAGTATGCACAACGTAGGCGGAATTCGTCGTGT 
AGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCTTACGGGAGCACAACTGACGCTGAAGCTCGAAGGTGCGGGTATCAAACAGGATTAG 
ATACCCTGGTAGTCCGCACAGTAAACGATGGATGCCCGTTGTTAGTTCACTTATGAATTAGCGACCAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCG 
GCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAATTGCAGA 
CGAACGATTCAGAGATGATGAGGCCCTTCGGGGCGTCTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCG 
CAACCCCTTTTTTCAGTTGCCATCAGGTGATGCTGGGCACTCTGGAGATACTGCCACCGTAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTT 
ACGTCCGGGGCTACACACGTGTTACAATGGCCGGTACAGAGCGTTGGTCGTGTGCAAATACGATCTAATCCTTAAAGCCGGTCCCAGTTCGGACTGGGGTCTGCA 
ACCCGACCCCACGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCG 
GGGGTGCCTGAAGTCTGTGACCGCAAGGAACGGCCTAGGGCAAAACTGGTGATTGGGGCTAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGCGGGGCAGCATAGTGATTGCTTGC 
AATTACTGATGGCGACCGGCGCACGGGTGAGTAACGCGTATCCAACCTACCCTTTACTACGGGATAACCCGGCGAAAGTCGGACTAATACCGTATGTAGTCCATT 
GACGGCATCCGATTTGGACCAAAGGCTTAGCGGTAAAGGATGGGGATGCGTCCGATTAGCTTGACGGCGGGGTAACGGCCCACCGTGGCAACGATCGGTAGGGGT 
TCTGAGAGGAAGGTCCCCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAA 
GTAGCGTGCAGGATGACGGCCCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAAGAGCCCACGTGTGGGTTTTTGCAGGTACCGCATGAATAAGGACCGGCT 
AATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGCCTCTTAAGCGTGTTGTGAAATGCG 
GGTGCTCAACATCCGACTTGCAGCGCGAACTGGGGGGCTTGAGTGCGCCGAAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACT 
CCGATTGCGAAGGCAGCTTACTGTAGCGCAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGGA 
TGCTCGTTGTTGGCCCTTATGGTCAGTGACCAAGCGAAAGCGTTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAACTGTGGCGGAACGATTCGGAGACGATGAGGCCCTTCGGGGCT 
GCCACGGAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTGTTTTCAGTTGCCATCGGGTAATGCCG 
GGCACTCTGGAGATACTGCCACCGCAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGCGCAT 
ACAGAGAGTTGGTGGCATGCGAGTGTCATCTAATCCTTAAAGTGCGTCTCAGTTCGGACTGGGGTCTGCAACCCGACCCCACGAAGCTGGATTCGCTAGTAATCG 
CGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGCGCCTGAAGTCCGTGACCGCAAGGGTCGGCC 
TAGGGTGAAACCGGTGATTGGGGCTAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGC 
TCAGGGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGTGCGAAGCTTCCCCGGAGTCTTCGGACACTGGGGCAGCTTAGCGGCGGACGGGTGCGTAACACG 
TAGGTGACCTACCCGGAAGACGGGGACAACCCGGGGAAACCCGGGCTAATCCCCGATGTGGACCCGCCCCCTGGGGCGTGTCTAAAGGGCTTCGGCCGCTTCCGG 
ATGGGCCTGCGGCCCATCAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGACGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAGGGGCACTGAGACACGG 
GCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCTTGCGGGATGAAGCCCTTCGGGGTGTAAACCGCT 
GAACAGGGGACGAAAACCCCGCAAGGGGAATGACGGTACCCTGCTAATAGCACCGGCCAACTCCGTGCCAGCAGCCGCGGTAACACGGAGGGTGCGAGCGTTACC 
CGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCCCGTTAAGTCCGGTGTCAAAGCCCACGGCTCAACCGTGGAAAGGCGCCGGATACTGGCGGGCTAGACGGAC 
GGAGGGGGTAGCGGAATTCCCGGAGTAGCGGTGAAATGCGTAGATACCGGGAGGAACGCCGATAGCGAAGGCAGCTACCTGGACGTCCCGTGACGCTGAGGCGCG 
AAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGAGTGCTGGGTGTCGGGCTTTGGCTCGGCGCCGTAGCTAACGCGTTAAGC 
ACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCAGGCCTTGACATGCCGGGAACCCCCTGGAAACAGGGGGGTGCCCTTCGGGGAGCCCGGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGCTAGTTGCCAGCAGTTCGGCTGGGCACTCTAGCGAGACTGCCCGGGAAACCGGGAGGAAGGCGGGGAT 
GACGTCTGGTCAGCATGGCCCTTACGGCCTGGGCGACACACGTGCTACAATGGCCGGCCCAAAGCGCAGCGACCTGGCGACGGGAAGCGAATCGCAAAAAGCCGG 
TCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGCCTTGCACACA 
CCGCCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAGCGGAA 
CCAACAGATTTACTTCGGTAATGACGTTGGGAAAGCGAGCGGCGGATGGGTGAGTAACACGTGGGGAACCTGCCCCTAAGTCTGGGATACCATTTGGAAACAGGT 
GCTAATACCGGATAAGAAAGCAGATCGCATGATCAGCTTTTAAAAGGCGGCGTAAGCTGTCGCTAAGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAAGGTAA 
CGGCTTACCAAGGCAACGATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTT 
CCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCC 
TTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGA 
GCGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATG 
TGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGAT 
TAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTCCGCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTA 
CGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CTAGTGCAATCTGTAGAGATACGGAGTTCCCTTCGGGGACGCTAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTTATTAGTTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCC 
CCTTATGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAGCAAGCCTGCGAAGGCAAGCGAATCTCTTAAAGCTGTTCTCAGTTCGGACTGCAGT 
CTGCAACTCGACTGCACGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTCTGCAATGCCCAAAGCCGGTGGCCTAACCTTCGGGAAGGAGCCGTCTAAGGCAGGGCAGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCAGGAAGCTCGCGGAACTCTTCGGA 
GGGAAGCAAGTGGAATGAGCGGCGGACGGGTGAGTAACACGTAAGGAACCTGCCTCAAGGATTGGGATAACTCCGAGAAATCGGAGCTAATACCGGATAGTTCTT 
CGGACCGCATGGTCCGATGATGAAAGGCGCTTCGGCGTCACCTTGAGATGGCCTTGCGGTGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGC 
ATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGAT 
GGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTAAGGGAAGAACAGATACGAGAGGTAATGCTCGTATCCTGACGGTACCTTGCGA 
GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCCTTTTAAGTCT 
GATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGAAGGCTTGAGTACAGAAGAGAAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAG 
ATGTGGAGGAACACCAGTGGCGAAGGCGACTCTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGAGTGCTAGGTGTTGGGGGGTTTCCGCCCCTCAGTGCTGAAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAA 


AGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAACTCTTGACATCCCCTTGACCGCTTGAGAGATC 
AAGTTTTCCCTTCGGGGACAAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTT 
AGTTGCCAGCATTTAGTTGGGCACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGAGTTGGGCTACAC 
ACGTGCTACAATGGACGGTACAAAGGGCAGCGAGACCGCGAGGTGGAGCCAATCCCAGAAAGCCGTTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAA 
GTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGCCG 
GTGAGGTAACCGCAAGGAGCCAGCCGTCGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCGTTGCCTAACACATGCAAGTCGAACGAGAACGGCTCATAGATACCTTCGGGTTGAAATGAGT 
GTCAGCTAAGTGGCGCACGGGTGAGTAATGTATAGGTAACATGCCCCTTGGAGGGGGATAACAGTTGGAAACGACTGCTAATACCCCATACTCCTCTTTGACATA 
AGTTGAAGAGGGAAATGGTTTATTCCGCCAAGGGATTGGCCTGTATCGTATCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTATGACGCGTAGCTGGTCTGA 
GAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGC 
GTGGAGGATGACGCATTTCGGTGTGTAAACTCCTTTTCTGTCGGAAGATGATGACGGTATGACAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGGTTATTAAGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATTT 
GAAACTGATAACCTAGAGTCTGGGAGAGGCAGATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAGGAATACCGATGGCGAAGGCGATCTGCTGGA 
ACAGTACTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTCGTTGTGGTGCTAGTCAC 
TGCAGTGATGCAGCTAACGCAATAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGAAGATACGCGAAGAACCTTACCTGGGCTTGACATCCCGAGAATCTTGTAGAGATACGGGAGTGCCCTTTCGGGGGAACTCGGTGACAGGTGCTGC 
ACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCAGCACTTTGGGTGGGCACTCTAAGGAGACT 
GCCTGGGTAACCAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCGACACACGTGCTACAATGGCGTGTACAATGAGACGCAATACC 
GTGAGGTGGAGCAAATCTATAAAACACGTCCCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCG 
GTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACCCGAAGCCGGGGAAGCTAAACTGGCNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGACCCTTCGGGGTGAGTGGCGGACGGGTGAGTATC 
GCGTAGGGATCTATCCACGGGTGGGGGATAACANCGGGAAACTGGTGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCG 
TTCGATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGA 
CGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGC 
GCGTAGGCGGTTCATACAGTCAGATGTGAAATTCCAGGGCTTAACCTTGGGGCTGCATTTGATACGTATAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAG 
TGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTACTCAGTGTCGAAGCTAACGCGCTAAGCACACCGCCTGGGGAGTAC 
GGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGACATG 
GGGAGGCTGTATCCAGAGATGGGTATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTCGCCTTTAGTTGCCAGCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATGGTGACATCATGCCGATCTCTAAAAGCCGTCTCAGTTCGGATTGTA 
CTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTTGGTTTGACCCGAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNAGGGGTAACAGGGAGCTTGCTCCGCTGACGACCGGCGCACGGGTGCGCAACGCGTATGCAATCTACCTCTTACTAGGGAATAGCC 
CAGAGAAATTTGGATTAATGCCCTATATTATATTGAGTCGGCATCGATTTTATATTAAAGGTTACGGTAAGAGATGAGCATGCGTCCCATTAGTTAGTTGGTAAG 
GTAACGGCTTACCAAGGCTTCGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAA 
TATTGGACAATGGACGGAAGTCTGATCCAGCCATGCCGCGTGTAGGAAGACTGCCCTATGGGTTGTAAACTACTTTTATACAGGAAGAATAAGATCTACGTGTAG 
ATTGATGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTC 
CGTAGGCGGGCTGTTAAGTCAGAGGTGAAATGCTGCGGCTCAACCGTATGCACTGCCTTTGATACTGGCGGTCTTGAGTTATAGTGAAGTGGCTAGAATATGTAG 
TGTAGCGGTGAAATGCATAGATATTACATAGAATACCGATTGCGAAGGCAGGTCACTAACTATACACTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTCGGTTTTCGGACTGAGCGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTT 
CGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGA 
TTGACAGGTTTAGAGATAGACTTTTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGC 
AACCCCTGTCGTTAGTTGCCAGCATGTCATGATGGGGACTCTAACGAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTA 
CGTCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCATCTGGTAACAGAGAGCGAATCTATAAAACCGGTCACAGTTCGGATCGGGGTCTGCAA 
CTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGG 
GAGTGCCTGAAGTCCGTCACCGTAAGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCGTGCCTAATACATGCAAG 
TCGAGCGGATTGATGGGAGCTTGCTCCCTGATATCAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGC 
TAATACCGGATAACTCATTTCCTCGCATGAGGAAATGTTGAAAGGTGGNTTCTGGCTACCACTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAAC 
GGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
CGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTGCCGTTCGAATAGGGCG 
GCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC 
GCGCAGGTGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCAAG 
TGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTA 
CGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
CCTCTGACAACCCTAGAGATAGGGCTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAANATGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGACCTGGGCTACACACNTGCTACAATGGACGGTACAAAGGGCANCGAAACCGCGAGGTTTACCCAATCCCATAAAACCGTTCTCAGTTCGGATTGTA 
GGCTGCAACTCNCCTACATGAAGCTGGAATCGCTANTAATCGCGGATCAGCATGCCGCGGTGAATACNTTCCCGGGCCTTGTACACACCGCCCGTCACACCNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGAGCGAACGTTTGCGGCGGGCTTAACACATGCAAGTCGAACGAGAAC 
CTCTTCGGAGGGGACAGTGGCGCACGGGTGCGTAACACGTGGATAACCAACCCCCTGGTTCGGGACAACACTGGGAAACCGGTGCTAATACCGGCTATGGCGCAT 
GAGTCACAAGGCTTGTGCGAGAAAGGCCCGCAAGGGTCGCCAGGGGACGGGTCCGCGTCCCATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGAAGACGGG 
TAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACG 
CAGCCACGCCGCGTGAGCGATGAAGGTCCTAGGATCGTAAAGCTCTGTGGAGGGAGAAGAATAAAGCCGGTGAAGAGCCGGCCTTGACGGTATCCCTTTAGCAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAACGTTGCTCGGAATCATTGGGCGTAAAGCGCGCGTAGGCGGCTTGGCAAGTTGGATGT 
GAAAGCCCTGGGCTCAACCCAGGAGGTGCATACAAAACTGCCAGGCTTGAATCTCGGAGGGGGTCAGGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGG 
GAGGAACACCAGTGGCGAAGGCGCTGACCTGGACGATGATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGAGTGCTAGGCGCCGGCGGATTGACCCCGTCGGTGCCGAAGCTAACGCGTTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCTACGCGCAGAACCTTACCTGGGTTAAATCCACCAGAATCCGGCCCAAAAGCTGGAGTG 
CCCTTCGGGGAATTGGTGAGAAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCGTCTGTTGCC 
ATCATTTAGTTGGGAACTCAGACGGTACTGCCGGCCTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTCATGCCCAGGGCTACACACGTGCTA 


CAATGGCTGGTACAAAGAGCCGCTAACTCGCGAGAGTACGCTAATCTCATAAAACCAGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAAT 
CGCTAGTAATCGGAGATCAGCACGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCGATTGCTCCAGAAGTGGGTAGCCTA 
ACCTTCGGGAGGGCGCTTACCAAGGAGTGATCGGTGACTGGGGTGAAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAAACGATGGTAGCTTGCTACCAGGCGTCGAGCGGCGGACGGGTGAGTAATACTTAGGAATC 
TACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAATACCGCATACGACCTACGGGAGAAAGGGGGCAGTTTACTGCTCTCGCTATTAGATGAGCCTAAGT 
CGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCAGTGAA 
GAAGACTCCGTGGTTAATACCCACGGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAA 
TCGGAATTACTGGGCGTAAAGGGAGCGTAGGTGGCTCGATAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGTTGAGCTAGAGTAT 
GTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCTTCTGGCATAATACTGACACTGAGGCTC 
GAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACGCAGCTAACGCA 
ATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGA 
AGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCTAAGGATACTGCCAGTGACAAACTGGAGGAAGGC 
GGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGCGAATCTCAAAA 
AGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGATAGCTTAACCTTCGGGGGAGCGTTCACCACGGTGTGGTTGATGACTGGGGTGAAGTCGT 
AACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCAGGCTTAACACATGCAAGTCG 
AGCGGTAACAGAGAGTAGCTTGCTACTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTATGGTGGGGGACAACAGTTGGAAACGACTGC 
TAATACCGCATAACGTCTACGGACCAAAGGGGGGGATTCTTCGGAACCTCTCGCCATTTGATTAGCCCAAGTGAGATTAGCTAGTTGGTAAGGTAAAGGCTTACC 
AAGGCGACGATCTCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAGGTTAGTAGTTAATAGCTGCTAACTGTGA 
CGTTAGCAACAGAAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTTCGTAGGCG 
GTTTGTTAAGCAAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTTGAACTGGCAAACTAGAGTACTGTAGAGGGTGGTGGAATTTCCAGTGTAGCGGT 
GAAATGCGTAGAGATTGGAAGGAACATCAGTGGCGAAGGCGGCCACCTGGACAGATACTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTTGTGGACTTGATCCGTGAGTGGCGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAG 
GTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCACAGAAGA 
GACCAGAGATGGACTTGTGCCTTCGGGAACTGTGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCCTATCCTTATTTGCCAGCGCGTTATGGCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGG 
GATGGGCTACACACGTGCTACAATGGCAAGTACAGAGGGCAGCAATACCGCGAGGTGGAGCGAATCCCACAAAGCTTGTCGTAGTCCGGATTGGAGTCTGCAACT 
CGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATG 
CAAAAGAAGTGGCTAGTTTAACCTTCGGGAGGACGGTCACCACTTTGTGTTTCATGACTGGGGTGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNATCCTGGATCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCATAGGAGCTTGCTCCTGATGGCGAG 
TGGCGAACGGGTGAGTAATATATCGGAACGTGCCCTAGAGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATACGATCTACGGATGAAAGTGGGGGATC 
GCAAGACCTCATGCTCATGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAAGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGG 
CCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTTGCAGCTAATATCTGCGACTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGG 
GAATTGCATTTGAGACTGCACGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGC 
AGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGG 
TCTTAATTGACTTGGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGT 
GGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGATGGAATCCTGAAGAGATTTAGGAGTGCTCGAAAGAGAACCATCACACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGA 
CTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCCGCCAA 
CCCGCGAGGGGGAGCTAATCCCAGAAAGTGTATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAACATGTC 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTGGGTAGCCTAACCGCAAGGAGGGCGCTCACCACGGT 
AGGATTCGTGACTGGGGTGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTAGCGG 
CGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTCTGGGATAAGCCT 
GGGAAACTGGGTCTAATACCGGATATGAGCATCAGGTGCATGCCTGGTGTTGGAAAGGTTTACTGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGAGG 
TAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTGACAGGGACGAAGCGCAAGTGACGGTACCT 
GTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCG 
CGTCGATTGTGAAAACTTGCAGCTCAACTGCAAGCTTGCAGTCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCG 
CAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAGCCATA 
GAGATATGGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCT 
TATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCT 
TCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCG 
TGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGA 
AGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGTAACTAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCT 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAACGGCTCTAGC 
TTGCTAGAGTGTCAGCTAAGTGGCGGACGGGTGAGTAATGTATAGTTAATTTGCCCCTTGGAGAGGGATAGCCACTGGAAACGGTGATTAATACCTCATACTCCT 
TCTATGTTAATCATAGTTGGGAAACGTTTTTTCGCCAAGGGATAAGATTATATGGTATCAGGTAGTTGGTGGGGTAAGAGCCTACCAAGCCAATGACGCCTAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCA 
ACGCCGCGTGGAGGATGACGCATTTCGGTGTGTAAACTCCTTTTATATGGGAAGATAATGACGGTACCATATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGCGCGCGCAGGCGGCCTTTTAAGTTGGATGTGAAAGCCTATGGCTCAACCATAGAAC 
TGCATCCAAAACTATTAGGCTAGAGTCTGGGAGGGGAAGATGGAATTAGTTGTGTAGGGGTAAAATCCGTAGAGATAACTAGGAATACCAAAAGCGAAGGCGATC 
TTCTGGAACAGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGTTAGTCGTCGGAGGCC 
TAGTGTCTTCGGTGATGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGTGGTGGA 
GCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGCCTTGACATTGAGAGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAGCTCGAAAACAGGTGC 
TGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCACTAGTTACTAACGGTTCGGCCGAGGACTCTAGTGAG 
ACTGCCTTCGCAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGGCTAGGGCAACACACGTGCTACAATGGGCAGGACAATGAGACGCGAT 


ACCGCGAGGTGGAGCAAATCTATAAACCTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCACTAGTAATCGTAGATCAGCTATGCT 
ACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACCCGAAGCGGGGAAGCTAAACTGGCTACCCNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACGGAAG 
GGAGCTTGCTCCCGGAAGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAATCTGCCTGTCAGACCGGAATAACGCCTGGAAACGGGTGCTAATGCCGGATAGGC 
AATCTGGAGGCATCTCTGGATTGGGAAAGGCGCGGATGCGCCACTGACAGAGGAGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGA 
TGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCT 
GACCGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCAGTCACTCGGGAAGAGCGGTAAGGAGAGGAAATGCTCCTTTCGAGACGGTACCGAG 
AGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGTTTGTTAAG 
TCCGAAGTGAAAGTCCAGGGCTCAACCTTGGGATTGCTTTGGAAACTGGCAGACTTGAGTGCTGGAGAGGCAAGGGGAATTCCACGTGTAGCGGTGAAATGCGTA 
GATATGTGGAGGAATACCAGTGGCGAAGGCGCCTTGCTGGACAGTGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTACCACCCTCAGTGCCGAAGGAAACCCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACCGGTGCAGAGAT 
GTNCCTTCCCTTCGGGGCAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTGT 
GTTACCAGCACGTGATGGTGGGGACTCACAGGTGACTGCCGGCGTAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGCTACAC 
ACGTGCTACAATGGGCGGTACAACGGGAAGCGAGACCGCGAGGTGGAGCGAATCCCTGAAAGCCGTTCGTAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAA 
GCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCG 
GTGAGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTCGACGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGATNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGG 
CCTTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTCACTTCGGGATAACCATCGGAAACGGTGGCTAATACCGGATACGACTTC 
TGGCTGCATGGCTGGGGGTGGAAAGTTTTTTCGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGA 
CGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGAGAAATTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGC 
AGCCGCGGTAAGACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTCGTCGCGTCGGCCGTGAAAACTCCAGGCTTAACCTGG 
GGCTTGCGGCCGATACGGGCGGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGG 
GGCTCTCCAGCTCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTGCGCTAAAGCCACAGAGATGTGGTGTCCTTCGGGGGCGTTCACAGGT 
GGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTCATGG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTG 
CGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGTCCAACCCGTAAGGGAGGAAGCTGT 
CGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGRCGAACTC 
TGGCGGTGTSCCTAAYACATRCAAGKCGMGCGGTCTGATWAGGACCTTCCCCTWATKCAGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAG 
ACTGGGATAACATCGAGAAATCGGTGCTAATACCGGATAACATCTGAGACCTCATGGTCTTAGACTAAAAGATGGCTCCGGCTATCACTACAGGATGGGCCCGCG 
GCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGATTTCGGTTCGTAAAGCTCTGTTGTTAGGGA 
AGAACAAGTATCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTT 
GTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGT 
ACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGC 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCTTAGTGCCGAAGTTAAC 
ACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACG 
CGAAGAACCTTACCAGGTCTTGACATCCTTATGCCCTCCCTRGRGATRGGGATTTCCCTTCGGGGACATAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAA 
GGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGAGCAGCAAAACCGCGAGGTCGAGCCAATCTCA 
TAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGAGTAACCCTTTTGGGAGCTAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAA 
GTCGTAACAAGGTAGCCGTATCGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGCGCGAACG 
TTGGCGGCGTGCCTAACACATGCAAGTCGAGGGGCAGCAGGCCTTTTCTTCGGAAAAGGTGCTGGCGACCGGCGAACGGGTGAGTAACACGTAGCTAACCTACCC 
CGAGGATGGGGATAACCCTCCGAAAGGGGGGCTAATACCCAATAAAGAGTCCTGTGTAATGATGGGACTCCAAAGGCCTTCGGGCGCCTCGGGATGGGGCTGCGT 
CCCATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTACGACGGGTAGCCGGCCTGAGAGGGTGGCCGGCCACAGTGGGACTGAGACACGGCCCGCACCCCTA 
CGGGGGGCAGCAGTGGGGAATATTGGGCAATGGCCGGAAGGCTGACCCAGCGACGCCGCGTGGTGGAAGAAGCCCTTCGGGGTGTAAACACCTGTCAGGGGGGAA 
GATAATGACGGTACCCCCAGAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAACGTTGCGCGAAATTACTGGGCGTAAAGGGTC 
CGTAGGCGGTCTGGTAAGTGGAAGGTGAAAGCCCGGGGCTCAACTCCGGAATTGCCTTCCAAACTGCCGGACTTGAGGCAGGGAGAGGTCGGCGGAATTCCCGGT 
GTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCGACTGGAACTGACCTGACGCTGAGGGACGAAAGCCAGGGGAGCGAACCGGATT 
AGATACCCGGGTAGTCCTGGCCGTAAACGATGGGTGCTAGATGTGGGTGCCGATAGGCATCCGTGTCGCAAGC TAACGCGTTAAGCACCCCGCCTGGGGAGTACG 
GTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGAACCCGCACAACCGGTGGAGCGTCTGGTTTAATTCGATGCTAACCGAAAAACCTCACCAGGGCTTGACATG 
CGGTGTGTCGTGGCCGAAAGGTCACTAGGTCACCCTTTAGGGTGACCGCGCCGCACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCCTGCCCTGTGTTACCAGCGGGTGAAGCCGGGTACTCACAGGGGACTGCCGGCGATAAGTCGGAGGAAGGAGGGGATGACGTCAGA 
TCAGTATGCCCTTTATGCCCTGGGCTACACAGGCGCTACAGTGGCAGGGACAAAGGGAGGCGAAGCCGCGAGGTGGAGCAAATCCCAAAAACCCTGTCGTGGTGC 
GGATTGGGGGTTGCAACTCACCCCCATGAAGGCGGAATCGGTAGTAATGGCGGATCAGCAATGCCGCCGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTC 
ACGCCACGGGAGTCGGGTCTGTCGGAAGTCCCCGGGCTAACCAGCCTTCGGGCTGGGGGCAGGGGCCGATGACAGGCCTGGCGACTGGGGCGAAGTCGTAACAAG 
GTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCTCTTCGGAG 
GTCAGCGGCGGACGGGTGAGGAACACGTGGGTAATCTGCCTTTCAGACCGGAATAACGCCCGGAAACGGGCGCTAATGCCGGATGCGCCCGCGAGGGGGCATCTT 
CTTGCGGGGAAAGGCCCAGATGGGCCGCTGAGAGAGGAGCCCGCGGCGCATTAGCTCGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGA 
GAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGC 
GTGAGCGAGGAAGGCCTTCGGGTTGTAAAGCTCTGTTGCTCGGGGAGAGCGGCATGGGGAGTGGAAAGTCCCATGCGAGACGGTACCGAGTGAGGAAGCCCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGTCGAGCAAGTCTGGAGTGAAAGTC 
CATGGCTCAACCATGGGATGGCTCTGGAAACTGCTTGACTTGAGTGCTGGAGAGGCAAGGGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAAT 
ACCAGTGGCGAAGGCGCCTTGCTGGACAGTGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA 
GTGCTAGGTGTTGGGGGGACACACCCCAGTGCCGAAGGAAACCCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACACCCTCAGAGATGAGGGGTCCCTTCGGG 
GCAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTCAGTCCCGCAACGAGCGCAACCCTTGACCTGTGTTACCAGCGCGAAAG 
GGCGGGGACTCACAGGTGACTGCCGGCGTAAGTCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTGATGTCCTGGGCTACACACGTGCTACAATGGGC 


GGTACAAAGGGAGGCGAAGCCGCGAGGCGGAGC GAAACCCAAAAAGCCGCTCGTAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTA 
ATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCGGCAACACCCGAAGTCGGTGAGGTAACCCCTTA 
TGGGGAGCCAGCCGCCGAAGGTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGAGCGAACGTTTGCGGC 
GGGCCTAACACATGCAAGTCGAACGAGAAGCCCTTCGGGGTGGAAAGTGGCGCACGGGTGCGTAACACGTGGATAACCAACCCCCCAGTTTGGGACAACACCGGG 
AAACTGGTGCTAATACCAGATGTGTCGCGGGAGTCGTCAGGCTCCCTCGAGAAAGGCACGCAAGGGTCGCTGGGGGACGGGTCCGCGTCCCATCAGCTAGTTGGT 
GAGGTAATGGCTCACCAAGGCTAAGACGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCGCAATGGGCGAAAGCCTGACGCAGCCACGCCGCGTGAGCGATGAAGGTTTTCGGATCGTAAAGCTCTGTGGAGGGAGAAGAATAAAGTCAGTGAAG 
AGCTGGCCTTGACGGTATCCCTTTAGCAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAACGTTGCTCGGAATCATTGGGCGTAAAG 
CGCGCGTAGGCGGCTTGGCAAGTTGGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATCCAAAACTGCCTGGCTTGAATCTCGGAGGGGGTCAGGGAATTCT 
CGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGCTGACCTGGACGATGATTGACGCTGAGGTGCGAAAGCATGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGGCGCCGGCGGATGACCCCGTCGGTGCCGAAGCTAACGCGTTAAGCACTCCGCCTGGGGAGT 
ACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGGTTAAGTC 
CACGAGAATCCGGCCCAAAAGCTGGAGTGCCCTTCGGGGAATTCGTGCGAAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTGCCGTCTGTTGCCATCATTTAGTTGGGAACTCAGACGGTACTGCCGGCCTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGG 
CCCTCATGCCCAGGGCTACACACGTGCTACAATGGTTGGTACAAAGAGTCGCTAGCCCGCGAGGGGACGC TAACCTCAAAAAACCAATCTCAGTTCGGATTGGAG 
TCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGGAGATCAGCACGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGG 
AGTCGATTGCTCCAGAAGTGGGTAGCCTAACCTTCGGGAGGGCGCTTACCAAGGAGTGATCGGTGACTGGGGTGAAGTCGTAACAAGGTAANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGTATGCCTAATACATGCAAGTCGAACGATGAAATCCTCTGCTTGCAGAGGATGGATTAGTGGCGAAC 
GGGTGAGTAACACGTGGGTAACCTGCCCATAAGAGGGGGATAACATTCGGAAACGGATGCTAATACCGCATATCTCTTCGAGACGCCTGTCTCTTAGATGAAAGG 
TGGCTTCGGCTGCCGCTTATGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTGTGATACGTAGCCGACCTGAGAGGGTGATCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGTGAAAACCTGATGGAGCAATACCGCGTGAGTGAAGAA 
GGTCTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAATAAGTCGGGTAGTAACTGCCCCGGCCTTGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCG 
TGGAGGGTCATTGGAAACTGGAAGACTTGAATGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAG 
GCGACTTTCTGGTCTGTAATTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTG 
GAGGGTTTCCGCCCTTCAGTGCTGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGAACACTCTAGAGATAGAGCTTTCCCTTCGGGGACAGAGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATTGTTAGTTGCCAGCATTCAGTTGGGCACTCT 
AGCGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAG 
TTGCGAGACCGCGAGGTTTAGCTAATCTCCTAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCA 
GAACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTCTGTAACACCCGAAGTCGGTAGGGTAACCCTTTTGGGAGCCAGCC 
GCCGAAGGTGGGATGGATGATTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGCCTAACACATGCAAGTCGAGCGGTAACA 
CAAGGGAGCTTGCTCCTGAGGTGACGAGCGGCGGACGGGTGAGTAATGCCTAGGTATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCA 
TACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAACCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATC 
CCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGA 
TGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTAAGTCTTAATACGGCTTAGCTGTGACGTTACTCGCAG 
AAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCA 
AGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTTGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGA 
GATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGTCTACTCGGAGTTTGGTGTCTTGAACACTGGGCTCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
ATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAG 
CTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAT 
TTGCCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACAC 
ACGTGCTACAATGGTCGGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCACAAAGCCGGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAA 
GTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAG 
ATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGCCTAACAC 
ATGCAAGTCGAGCGGTAACACAAGGGAGCTTGCTCCTGAGGTGACGAGCGGCGGACGGGTGAGTAATGCCTAGGTATCTGCCCAGTCGAGGGGGATAACAGTTGG 
AAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAACCTAGGTGGGATTAGCTAGTTGGTGAGGTAAT 
GGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTANGTCTTAATACGGCTT 
AGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTA 
CGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGT 
GTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAATTTGGTGTCTTGAACACTGGGTTCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACG 
GCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCC 
AGAGAATTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGC 
CCTTACGAGTAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCACAAAGCCGGTCGTAGTCCGGATTGGAGT 
CTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNAGGCCTAACACATGCAAGTCGAGCGGTAACACAAGGGAGCTTGCTCCTGAGGTGACGAGCGGCGGACGGGTGAGTAATGCCTAGGTATCTGCCCAG 
TCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAACCTAGGTGGGAT 
TAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAG 
GTTAAGTCTTAATACGGCTTAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGA 
ATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTTGAACTGGCAAACTAGAGTCTTGTAG 
AGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTGTCTTGAACACTGGGCTCTCAAGCTAACGCATTAAG 
TAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAAC 
CTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGA 
CGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCACAAAGCCG 
GTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACA 


CCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAGGGGCAGCGGGGATAAGCTTGCTTATCCGCCGGCGACCGGCGCACGGGTGCGCAACGCGTATAGAATCTGCCC 
TGTACTGGGGAATAGCCCAGAGAAATTTGGATTAATGCCCCATGGTATGTTTAAGCGGCATCGCTTTTACATTAAAGGCTACGGTACAGGATGACTATGCGTCCC 
ATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGGCAGCGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGG 
GAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGTCCTATGGATTGTAAACTGCTTTTGTACGGGAAGA 
ACAAGGGGCACGTGTGCCCTTCTGACGGTACCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAATC 
ATTGGGTTTAAAGGGTCCGTAGGCGGGCCATTAAGTCAGGGGTGAAAGTCTGCGGCTCAACCGTAGAATTGCCCTTGATACTGGTGGTCTTGAGTTATGGTGAAG 
TAACTAGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCGATTGCGAAGGCAGGTTACTAACCATATACTGACGCTGATGGACGAAAGCGT 
GGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGATGCAAATCTGGGCGGCCAAGCGAAAGTGATAAGTATCCC 
ACCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACC 
AGGGCTTAAATGTGGTCTGACAGCTTTAGAGATAGAGCCTCCTTCGGGCAGATCACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAA 
GTCCTATAACGAGCGCAACCCCTGCCGTTAGTTGCCAGCATGTAAAGATGGGGACTCTAACGGGACTGCCGGTGCAAACCGCGAGGAAGGTGGGGATGACGTCAA 
ATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCACTCCGCAAGGAGGAGCGAATCTATAAAACCGGTCACAGTTC 
GGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
AAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTCACCGCAAGGAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTC 
AGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGATAGAAGCTTGCTTCTATCTTAGTGGCAAACGGGTGAGTAACGCGTGGGTAACCTACCC 
TTAAGTGGGGGATAACAGGTCGAAAGGCCTGCTAATACCGCATACCTTTCAAGCACACAAGTGTTTGAAAGAAAGGAGTAATCCGCTTGAGGAGGGGCCTGCGTC 
CTATCAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCTATGACGGGTAGCTGGTCTGAGAGGATGGTCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGGACGATGAAGACCCTATGGGTCGTAAAGTCCTTTTGTGAGGGAA 
GAAGCTCTGACGGTACCTCACGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAG 
TGCGTAGGCTGTTTTGTAAGTCTCAGGTGAAATCTATCAGCTCAACTGATAAACTGCTTGAGATACTGCAGAACTTGAGGGCAGGAGAGGAGAGTGGAATTCCCG 
GTGTAGCGGTGAAATGCGTAGGATATCGGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTCCCTGACGCTGTGGCACGAAAGCTAGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCTAGCCGTAAACGATGGATGCTTGGTGTAGGAGGTTATACCTTCTGTGCCGAAGCTAACGCGTTAAGCATCCCGCCTGGGAACTAC 
GGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGTTTGACATG 
TAAGTGGTACGGATCCGAAAGGTGAAGGAACCGAGCTTGCTCGGTAGCTTACACAGGTGGTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCCTATCGTTAGTTACTACTCGAAAAGAGAGGACTCTAATGAGACTGCCGGCGATAAGCCGGAGGAAGGAGGGGACGACGTCAAGTCAT 
CATGCCCTTTATGCCCTGGGCGACACACGTGCTACAATGGCTGGTACAACGGGTTGCAACAAAGCGATTTGGAGCCAATCCCTTAAAGCCAGCCTCAGTTCGGAT 
CGTAGGCTGAAACTCGCCTACGTGAAGTCGGAATCGCTAGTAATCGCCAATCAGCCACGTGGCGGTGAATACGTTCCCGGGCCTTGTACACACNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGATTGAACGCTGGCGNCAGGCTTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCT 
ANAAGATGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTTACGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTTCGGACC 
AAAGGAGGGGACNCTTCGGNNCCTTTCGCGTAAAGATTAGCCCAAGTGGGATTAGCTAGTTGGTAAGGTAATGGCTNACCAAGGCGACGATCCCTAGCTGGTTTG 
AGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCG 
CGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAAGGGGTAGTAATTAATACTTGCTATCTTTGACGTTAGCGACAGAAGAAGGACCGGC 
TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGCTTGTTAAGCCAGATGTGAAATCC 
CCGGGCTCAACCTGGGAATGGCATTTGGAACTGGCAAGCTAGAGTTTTGTAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAAT 
ACCAGTGGCGAAGGCGGCCACCTGGACAAAAACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGT 
CTACTAGTTGTCTGTGAGTTTAACTCGTGGGTAACGCAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGCCCTTGACATACTGAGAATTTACCAGAGATGGTTTAGTGCCTTCG 
GGAACTCAGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCACGTA 
ATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGCAGGGCTACACACGTGCTACAATG 
GCATGTACAGAGGGATGCGAACTCGCGAGAGCAAGCGGACCCCAAAAAGCATGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTA 
GTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACCTT 
CGGGAGGACGCTCACCACTTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTAGC 
GGCAGGCTTAACACATGCAAGTCGAGGGGTATAGTTCTTCGGAATTAGAGACCGGCGCACGGGTGCGTAACGCGTATGCAATCTACCTTTCACAGAGGGATAGCC 
CAGAGAAATTTGGATTAATACCTCATAGTATAACATGACCGCATGGTCGAGTTATTAAAGTCACAACGGTGAAAGATGAGCATGCGTCCCATTAGCTAGTTGGTA 
AGGTAACGGCTTACCAAGGCAACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGG 
AATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTATACAGGAAGAAACAACTCTACGTGT 
AGAGTCTTGACGGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGG 
TCCGTAGGCGGTCAGATAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGTCTGACTTGAATTATTAGGAAGTAACTAGAATATGTA 
GTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACTAATTGATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTGGGAGCAATCTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTC 
GCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGCTTAAATGTAGAT 
TGACCGGTTTGGAAACAGACTTTTCGCAAGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCA 
ACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTAC 
GCCTTGGGCTACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCACTGGGCGACCAGGAGCGAATCTATAAAACCGGTCACAGTTCGGATCGGAGTCTGCAAC 
TCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGG 
GGTGCCTGAAGTCGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGACGCTGACGAGTGGCGAACGGGTGAG 
TAATACATCGGAACGTGCCCAGTCGTGGGGGATAACTACTCGAAAGAGTAGCTAATACCGCATACGATCTGAGGATGAAAGCGGGGGACCTTCGGGCCTCGCGCG 
ATTGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAA 
CTGCTTTTGTACGGAACGAAAAAGCTCCTTCTAATACAGGGGGCCCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGA 
CTGCATGGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGACCTG 
TACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTAGTTTTCTCAG 
TAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTA 
ATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGGCAGGGAGTTTCCAGAGATGGATTCGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTCAGTTGAGCACTCTAATGAGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCCGCGAGGGG 
GAGCTAATCCCATAAAACCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCGGGGTTCGTGA 
CTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGAACGATGAAGCGGTGCTTGCACGTGGATTAGT 
GGCGAACGGGTGAGTAATACGTGAGTGACCTACCTTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATACGACCAATCTCTGCATGGGGTGTTGG 


TGGAAAGCGTTATGGAGTGGTTTTAGATGGGCTCACGGCCTATCAGCTTGTTGGTGAGGTAATGGCTTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCTGATGCAGCGACGCCGCGTGAGGGAT 
GACGGCCTTCGGGTTGTAAACCTCTGTTAGCATCGAAGAAGCGAAAGTGACGGTAGGTGCAGAGAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTGGTCGCGTCTGCTGTGAAAGGCCGGGGCTTAACTCCGGTTTTGCAGTGGGTA 
CGGGCTAACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCACAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGT 
AACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTITT 
CCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCATTAGATCGCGTCAGAGATGGCGTTTTCCTTCGGGGCTGGTGTACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGTTCGGCCGGGGACTCATAGGAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATACTGTGAGG 
TGGAGCTAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCGTGCTTAACAC 
ATGCAAGTCGAGCGGTAAGGCCTTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGT 
CTAATACCGGATATGACCTCCTATCGCATGGTGGGTGGTGGAAAGATTTATCGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACC 
AAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCA 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTTTGTCGCGTCTTTGGTGA 
AAACCAGCAGCTCAACTGCTGGCTTGCAGGCAATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGA 
GGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GGTGGGCGCTAGGTGTGGGTTCCTTCCACGGAATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCTGCAGAGATGTGGCCCC 
CCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTATGTTGCCAGCA 
CGTTATGGTGGGGACTCGTAAGAGACTGCCGGGGTCAAC TCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTAC 
AATGGCCAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTC 
GCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTGTGCTTGCACGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACC 
TGCCCTTGACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACTGGATACGACCTCTCATCGCATGGTGTGGGGGTGGAAAGTTTTTGCGGTTTTGGATGGACTC 
GCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAACGACGGCCTTCGGGTTGTAAACCTCTTTCAGTA 
GGGAACAAGGCATCATTTTTGTGGTGTTGAGGGTACTTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCG 
GAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGT 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAA 
AGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCAT 
TAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAA 
GAACCTTACCAAGGCTTGACATGAACCGGAAAGGCGTAGAAATACGTCCCCCACTTGTGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAG 
CCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGT 
CTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCGATCGTGGGGGATAACGAGGCGAAAGCTTTGCTAATACCGCATACGATCTACG 
GATGAAAGCGGGGGATCTTAGGACCTCGCGCGGACGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTC 
TGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGC 
CGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGCCTCTTTCTAATAAAGAGGGGTCATGACGGTACCGTAAGAATAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGAGGTGAAAT 
CCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAAGGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGA 
ACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT 
GTCAACTGGTTGTTGGGTCTTCACTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGGCAGGAAGTTTCCAGAGATGGATTCGTGCCCGA 
AAGGGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAA 
AGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTG 
GTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAA 
TCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGGTAGCCTAACCGTAAGG 
AGGGCGCTTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACG 
GGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTACTTCGGGCATCCGATGGTGGTGGAAAGT 
TTTTTCGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCG 
GGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTT 
GTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCTTAGGGCTTAACCCTAGGTCTGCGGTGGATACGGGCAGGCTAGAGG 
CTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGA 
GCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCTTCCACGGTTTCCGCGCCGTAGCTAAC 
GCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACG 
CGAAGAACCTTACCAAGGTTTGACATACACCGGAAAGCCTCAGAGATGGGGCCCTCTTCGGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGCCCTTTGGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATGCCGTGAGGTGGAGCGAAT 
CCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCGGTTTACCGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTG 
GGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCC 
TTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCCGCGG 
CCGCATGGCCTGCGGGTGGAAAGTTTTTTCGGTCGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACG 
CCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCGGATGTGAAAGCTTGGGGCTTAACTCCAGGTCTG 


CATTCGATACGGGCTGGCTAGAGGTAGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTG 
CTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGCCTTC 
CACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCTCTAGAGATAGGGCCCTCTTCGGACCGGGTGACAGGTGGTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGCTCCTTCGGGGGTGGTGGGGACTCA 
TGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGG 
TTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCACTTGTGGGGGGGA 
GCGGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAA 
CACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTG 
GGTCTAATACCGGATACGACCACTTGCGGCATCGCATGGTGGTGGAAAGTTTTTTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCT 
CACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCA 
ATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCG 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCGGGTGTGA 
AAGCTTGGGGCTTAACTCCAGGTCTGCATCCGATACGGGCTGGCTAGAGGTAGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGA 
GGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAAC 
GTTGGGCGCTAGGTGTGGGGGCCTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAACACTCAGAGATGGGTGCCT 
CTTCGGACCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCAC 
GCTCCTTCGGGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAA 
CATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAG 
TCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCC 
GTGGCCCAACCCGTAAGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
GATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGCCGTAGCATTAAGCTGGAGAGGTTTAGTGTTACGGTTTAGCGGCGGACG 
GGTGAGTAACGCGTAGGTAACCTACCCATGAGACCGGGATAACCCTGGGAAACTGGGGCTAATACTGGATACGCTCCTTTTAGGGCATCCTAGGGGGAGGAAAGG 
CTCTTAAGGGGCCGCTCATGGATGGGCCTGCGTCCCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGAAG 
GCCTTTGGGTTGTAAACCCCTGTCTGGAGGGAAGAATGGATGACGGTACCTCCGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGG 
CGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTTTAGCAAGTCAGGTGTAAAAGGCTGCGGCTCAACCGCGGTTAAGCGCCTGATACTGCTGG 
ACTTGAGGGCAGGAGAGGGGGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCCCTGGACTGGCCCTGAC 
GCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTACTAGGTGTTGGGGGTATCGACCCCTCCAGTGCCG 
CAGTTAACACAGTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
ATGCAACGCGAAGAACCTTACCAGGGCTTGACATGCTGGTGGTACTGACCCGAAAGGGGAGGGACCCTTAAGGGNNNACTNTTAGGGAGCCAGCACAGGTGCTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCTCTAGTTGCCAGCGGGTTAAGCCGGGCACTCTAGAGGGAC 
TGCCGGCGACAAGCCGGAGGAAGGTGGGGATGACGTCAAATCATCATGGCCCTTATGCCCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTAGCGAAC 
CTGCGAGGGGGAGCCAATCCCAAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCCATGCC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCCGGCAACACCCGAAGCCGGTGGAGCTAACCCTGGAGAAGGGAGGCAGCCGTC 
GAAGGTGGGGCCGGTGATTGGGGTGAAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCA 
GGACGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGAGCGGGGGGACTGGGGAGCTTGCTCTCCGGTCTCCTAGCGGCGGACGGGTGAGTAACACGTGGGCAA 
CCTGCCCGGCAGTGGGGGATAACCCTGGGAAACCGGGGCTAATACCGCATACGGTCCGCGCTCCGCATGGGGTGTGGAAGAAAGGCCGTCGTGAGGCGGTCGCTG 
CCGGAGGGGCCCGCGGCCCATCAGCTCGTTGGTGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGGCCGGCCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTCGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGAGGAAGCCCTTCGGGGTGTAAAC 
CCCTGTCGTCCGGGACGAAGGTGAGGGGCTGAAAGGCCTCTTGCTGACGGTACCGGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAG 
GGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCTGGCAAGTCGGATGTGAAAGGTCCCGGCTCAACCGGGGAGGTGCATTCGAAACTG 
CCGGGCTTGAGGGCAGGAGAGGGCAGCGGAATTCCCGGTGGAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTGCCTGGCCTGGCCC 
TGACGCTGAGGCGCGACAGCGTGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGTGGGAGGTATCGACCCCTTCCGT 
GCCGGAGCTAACGCACTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCTGGGCTTGACATCACCGCGAACCTGGCCGAAAGGCCGGGGTGCCCTTCGGGGAGCGCGGTGACAGGTGCTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGCCCTGTGTTGCCAGCGGCTTGGCCGGGCACTCACAGGGGACTGCCGGTG 
ACAAACCGGAGGAAGGTTGGGGATGACGTCAAATCATCATGGCCCTTATGCCCAGGGCTACACACGTGCTACAATGGCCGGTACAACGGGTTGCGAACCCGCGAG 
GGGGAGCCAATCCCTAAAAGCCGGTCCCAGTTCGGATCGCAGGCTGCAACTCGCCTGCGTGAAGCCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGCCGGCAACACCCGAAGCCGGTGGCCCAACCCGAAAGGGAGGGAGCCGTCGAAGGTGGGGCC 
GGTGACTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATACATGCAAGTCGAGGGGCAGCACGAGTACT 
TGTACTTGGTGGCGACCGGCGCACGGGTGCGTAACGCGTATGCAACCTACCCATTACTGGGAGATAGCCCGAGGAAACTCGGATTAATACCCCATAGTATTATAG 
ATTCGCATGATGAAATAATTAAAGATTTATTGGTAATGGATGGGCATGCGTACCATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACTACGATGGTTAGGGGG 
CCTGAGAGGGTGATCCCCCACACTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGTCAATGGAGGAGACTCTGAACCAGCCAT 
GCCGCGTGCAGGAAGACGGCCTTCTGGGTTGTAAACTGCTTTTGACAGGGAAGAAAACGGCTATGCGTAGCTAATTGACGGTACCTGTAGAATAAGCACCGGCTA 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGCCCATTAAGTCAGTGGTGAAATTTTG 
CAGCTTAACTGTAAAACTGCCATTGATACTGGTGGGCTTGAGTATTGTTGAGGCAGGCGGAATTTATGATGTAGCGGTGAAATGCATAGATATCATAAAGAACAC 
CGATAGCGAAGGCAGCTTGCTAAGCGATAACTGACACTAAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGCTC 
ACTCGATGTATGCGATATTACTGTATGCGTCCAAGCGAAAGCGTTAAGTGAGCCACCTGGGGAGTACGCTGGCAACAGTGAAACTCAAAGGAATTGACGGGGGTC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTCGAATGTGAGCGCTAGATTTAGAGATAGATCGTTCTTCGGACGTG 
AAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGTTAGTTGCCATCAGGTTATGCTGGG 
GACTCTAACAGGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTGCTACAATGGTGCATAC 
AGAGGGTCGCAAGCTGGCAACAGCAAGCCAATCTCAAAAAGTGCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGC 
GTATCAGCAATGACGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTTGGGAGGACCTGAAGACGGTAGCTGTAAGGCGCTGTTT 
ANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCG 
GGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCCATACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCCTGCACCGC 
ATGGTGTGGGGTGGAAAGTTCCGGCGGTATGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAG 
AGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCG 
TGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACCTGCAGCTTAACTGTGGGCCTGC 
GGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTC 


TGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTGCTAGGTGTGGGGACCATTC 
CACGGTTTCCGTGCCGTAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCATTGGAAACCGGTAGAGATATCGGCCCCCTTGTGGCCGGTGCACAGGTGGTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGAGA 
CCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGATCCCGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGAAACACCCGAAGCCCATGGCCCAACCCGCAAGGGGGGAGTGGTCGAAGG 
TGGGACTGGCGATTGGGACAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGC 
GAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGACCTTTCGGGGTCAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTATCCATGGGTGGGGGATAAC 
ACTGGGAAACTGGTGCTAATACCGCATGATGCCTGAGGGCCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTCGATTAGCTTGTTGGTGGGGTAAAGGCCTA 
CCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCG 
GCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATAACTGGGCGTAAAGGGCGCGTAGGCGGTTTGGACAGTCAGATGTGAAAT 
TCCTGGGCTTAACCTGGGGGCTGCATTTGATACGTACAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGA 
ACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGAT 
GTGTGCTGGATGTTGGGCAACTTAGTTGCTCAGTGTCGTAGCTAACGCGCTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGACATGGGGAGGCTGTAGCCAGAGATGGTTATTTCCCG 
CAAGGGACCTCCTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCA 
CGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTAC 
AATGGCGGTGACAGTGGGAAGCTAGACAGCGATGTCATGCCGATCTCTAAAAACCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCG 
CTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCGACCTTAAGCCGGTGAGCGAAC 
CCAGCAATGGGGCGCAGCCGATCACGGTCGGGTTAGCGACTAGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGACG 
AGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGA 
CCTTCGGGCCTCATGCCATCAGATGAACCCAGATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAG 
CCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAA 
GGCCTTCGGGTTGTAAAGTACTTTCAGTAGGGAGGAAGGTGTGCGTGTTAATAGCACGTGCAATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCA 
GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCT 
GGGAACTGCATCCAAGACTGGCAAGCTAGAGTCTCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAG 
GCGGCCTCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTT 
GTGCCCTTGAGGCGTGGCTTCCGAAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGCGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAACGCTGAGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCA 
AAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAG 
AAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCA 
GAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTA 
CCACTTTGTGATTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCTTAACACAT 
GCAAGTCGGGCGGTAGCAGGGAGAAAGCTTGCTTTCTCCGCTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGG 
AAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCATGCCATCAGATGAACCCAGATGGGATTAGCTAGTAGGTGGGGTAAT 
GGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTAGGGAGGAAGGTGTGAGCGTTAATAGCGTTC 
ACAATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCA 
CGCAGGCGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCCAAGACTGGCAAGCTAGAGTCTCGTAGAGGGAGGTAGAATTCCAGGT 
GTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCTCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGAAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACG 
GCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCC 
AGCGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAACGCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTATCCTTTGTTGCCAGCGGTTAGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTACGTCGTAGTCCGGATTGGAGTC 
TGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAGCAGGGAGAAAGCTTGCTTTCTCCGCTGACGAGCGGCGGACGGG 
TGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCA 
TGCCATCAGATGAACCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACT 
GAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTG 
TAAAGTACTTTCAGTAGGGAGGAAGGTGTACGTGTTAATAGCACGTACAATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCC 
AAGACTGGCAAGCTAGAGTCTCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCTCCTGGA 
CGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGC 
GTGGCTTCCGAAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGCGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAACGCTGAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTAGGCCGGGAACTCAAAGGAGACTGCCA 
GTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCG 
AGAGCAAGCGGACCTCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATT 
CATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
GTAAGGCCCCTTCGGGGGTACACGAGTGCCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACCTCGGGATAAGCCTGGGAAACCGGGTCTAAATACCGGA 
TATGAGCTCCTTCCCGCATGGTGGGGTGTGGAAAGTTTTTCGGTGCAGGATGAGTCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGAC 
GGGTAGCCGGCCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATACTGCACAATGGGCGGAAGCCTG 
ATGCAGCGACGCCGCGTGGGGGATGACGGTCCTTCGGATTGTAAACTCCTTTCAGTAGGGACGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCACGTCGTCTGTGAAATCCTCCAG 
CTCAACTGGGGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGG 
TGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGC GAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCT 
AGGTGTGGGGTCCTTCCACGGATTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCC 


CGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATATACAGGACGACGGCAGAGATGTCGTTTCCCTTGTGGCT 
TGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCTCATGTTGCCAAGCACGTAATGGT 
GGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAATCATCATGCCCCTTATGTCTAGGGCCTTCACACATGCTACAAATGGCTA 
GTACAGAGGGGCTGCCGAGACCCCAAGGTGGTAGCGAATCCCCTAAAGCTAAGTCTCAAGTTCGGATTTGGGGGCTGCAACTCGACCCCAATGAAGTCGGAGTCC 
CTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACCGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACAACCGAAGCCGGTGGCCTA 
ACCCTTGTTGGAGGGAACCGTCGAAGGTGGAACCGGCGATTTGGGACCAAGTCCTAACAAGGTAGCCGATCGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNCAAGTTGAGCGGACCAAAGGGAGCTTGCTCCTGGAGGTTAGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCTGGAAGAC 
TGGCATAACATCGAGAAATCGGTGCTAATACCGGATAATAAAAAGAACTGCATGGTTCTTTTTTGAAAGATGGTTTCGGCTATCACTTAAAGATGGGCCCGCGGC 
GCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTACGACCTGAGAGGGTGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAA 
CAAGTGCCGTTCGAAAGGGCGGCACCTGGACGGTACCTAACGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCG 
GAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTACAGA 
AGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAA 
AGCGTGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGACGCCCTTAGTGCCGAAGTTAACACATTA 
AGCACTCCGCCTGGGGAGTACGACCGCAAGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAGGTCTTGACATCCTTTGACCACCCTAGAGATAGGGCTTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAAGCCTTGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGTTGCGAAGCCGCGAGGTTAAGCCAATCCCAGAAAGCA 
TTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAA 
GGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGA 
GCGGTAAGCGCGTTCGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGTTCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGAT 
ATGACTTCGGCTGCATGGCCGAGGGTGGAAAGGTTAACTGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGG 
GTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATG 
CAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTTTGTCGCGTCGTTTGTGAAHACTCACAGCTCA 
ACTGTGAGCCTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGC 
GAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGT 
GTGGGTTCCTTCCACGGGATCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCCGTAGAGATACGGCCCCCCTTGTGGTCGGTAT 
ACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGAC 
TCGTAAGACACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCAGTACAGA 
GGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAG 
GGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTG 
AGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAACACCGGCTTCCGCATGGGAGCTGGTTGAAAGCTCCGG 
CGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTG 
TAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATCCGATACGGGCAGGCTAGAGTG 
TGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAAC 
GCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACG 
CGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATTAGAGATAGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACCGCCGGGGTCAACTCGG 
AGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGAGCTGCGATGCCGTGAGGCGGAGCGAA 
TCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATGG 
GACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGAACGCTGGCGG 
CGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGC 
CCTGGAAACGGGGTCTAATACCGGATAACACTGCGGATCGCATGGTCTGCGGTTGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGG 
GGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTAC 
CTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGT 
CGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATG 
CGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCAT 
CAGAGATGGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGT 
TCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATG 
TCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGAGCTGCGAAGCCGTGAGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAAC 
TCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGT 
AACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTC 
GGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACTGACTACCGAC 
CGCATGGTCTGGTGGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGC 
CGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGT 
CTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGA 
TCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGAC 
ATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGC 


GGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTG 
GTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGAC 
TCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAT 
GAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGA 
TCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGG 
GAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTG 
GGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACACGGGATCGCATGATCTCCGTGTGGAAAGCTCCGGCGGTGCAGGA 
TGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGA 
GATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTT 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCT 
TACCAAGGCTTGACATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCACGTCCTTTCGGGGATGGTGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACA 
TGCAAGTCGAGCGGACTTTGCCTTCGGGTAAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGACTGGGATAACATTCGGAAACGAATGC 
TAATACCGGATACGCGAATCGGTCGCATGATCGAATCGGGAAAGGCGGAGCAATCTGCCACTTATGGATGGACCCGCGGCGCATTAGCTAGTTGGTGGGGTAACG 
GCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC 
GCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGCTTGCGAGAGTAACTGCTCGC 
AAGGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCCGGAATTATTGGGCGTAAAGCGCG 
CGCAGGCGGCCTTGTAAGTCTGTCGTTTAAACTCGGAGCTCAACTTCGAGTCGCGATGGAAACTGCAAAGCTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTG 
TAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACG 
GTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
CTCTGACCGTCCTAGAGATAGGGCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTGATCTTAGTTGCCAGCACTTTGGGTGGGCACTCTAGGATGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTACTACAATGGCCGATACAACGGGAAGCGAAACCGCGAGGTGGAGCCAATCCTATCAAAGTCGGTCTCAGTTCGGATTGCAGG 
CTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTACAACACCCGAAGCCGGTGGGGTAACCGCAAGGAGCCAGCCGTCGAAGGTGGGGTAGATGATTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNATTGAACGCTGGCGGTATGCTTAAGACATGCAAGTCGAACGGTAACAGGCCTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAACACGTG 
GGAATCTACCTTATAGTGGGGGATAAGCCGGGGAAACCCGGACTAATACCGCATACGCCCTACGGGGGAAAGGCGCAAGTCGCTATAAGATGAGCCCGCGTCTGA 
TTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGGCCAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTCGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTTAGTGGGGAAGATA 
ATGACGTTACCCACAGAAAAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTA 
GGCGGCTCTTTAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCGATACTGGGGAGCTAGAATGTGGGAGAGGGAAGTGGAATTTCCGGTGTAG 
CGGTGAAATGCATAGAGATCGGAAGGAACATCAGTGGCGAAGGCGACTTCCTGGACCAACATTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTCGGCTCCAACTAAGGGGTCGGTGGTGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGCGC 
GCAAGCGTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATGTAGC 
GAAGTCCGCAGAGATGTGGATGTGCCTTCGGGAACGCTAACACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCCTGTCCCCAGTTGCCAGCACGTAAAGGTGGGAACTCTGGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCT 
TATGGGCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGACGCAAGACCGCGAGGTGGAGCAAATCCCAAAAAACCAATCGTAGTCCGGATTGGAGTCTG 
CAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTG 
GGTTGCTCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGAGTGATTCATGAC TGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNATTGAACGCTGGCGGTATGCTTAAGACATGCAAGTCGAACGGTAGTCCCTTCGGGGATGAGAGTGGCGCACGGGTGAGTAACACGTGGGA 
ATCTACCCAGTAGCGGGGGATAGCCTGGAGAAATCCAGATTAATACCGCATACGCTCTACGGAGGAAAGGCTTCGGCCACTATTGGATGAGCCCGCGTTGGATTA 
GGTAGTTGGTGAGGTAAAGGCTCACCAAGCCTGCGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATCGGAACTGAGACACGGTCCGGACTCCTACGGGAGG 
CAGCAGTCGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCGCTAGGGACGATAATG 
ACGGTACCTAGATAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGT 
GGTTTATTAAGTCAGATGTGAAATCCCTGGGCTCAACCTAGGCACTGCATCTGATACTGGTAGACTAGAATGTGGGAGAGGGAAGTGGAATTTCCGGTGTAGCGG 
TGAAATGCATAGAGATCGGAAGGAACATCAGTGGCGAAGGCGACTTCCTGGACCAACATTGACACTGAGGTGCGAAGGCGTGGGTAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCGGTAAACGATGTCAACTAGCCGTTGGGTTCGATTTAGGATTCAGTGGTGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGCTCGCA 
AGAGTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATGGCAGGAA 
TCCCTGAGAGATTGGGGAGTGCCGCAAGGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCCTGTCCCTAGTTGCCAGCACGTAAAGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GGGCTGGGCTACACACGTGCTACAATGGCCAGTACAGAGGGACGCGAGACCGCGAGGTGGAGCAAATCCCAGAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAA 
CTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGAATCAGAACGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGT 
TGCACCAGAAGCAGGTAGCTTAACCGAAAGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNATTAAACGCNGGCGGTATGCTTAAGACATGCAAGTCGAACGGTAACAGGTTAAGCTGACGAGTGGCGGACGAGTGAGTAACGCGTGGGAATCT 
ACCTTGTAGTGGGGGATAAGCCAGGGAAACTTGGACTAATACCGCTTACGCCCTAAGGGGGAAAGGAGCAATTCGCTATAAGATGAGCCCGCGTCTGATTAGGTA 
GTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACGTCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGC 
AGTCGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTTGGGAAGATAATGACGT 
TACCAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCC 
TTTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGGAGGCTAGAATCTGGGAGAGGGGAGTGGAATTTCCGGTGTAGCGGTGAA 
ATGCATAGAGATCGGAAGGAACATCAGTGGCGAAGGCGACTCCCTGGACCAAGATTGACGCTCAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGTAAACTAGCCGTCGGCTCGAACTAAGGAGTCGGTGGTGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGAC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGCCCTTGACATGTCGAGAATCCC 
GTAGAGATATGGGAGTGCCGCAAGGAACTCGAACACAGNTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 


CTATCCCTAGTTGCCAGCACGTAATGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGC 
TGGGCTACACACGTGCTACAATGGTTGGCACAGAGGGACGCAAGACCGCGAGGTGGAGCAAATCCCAAAAAACCAATCGTAGTCCGGATTGGAGTCTGCAACTCG 
ACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCT 
CCAGAAGTAGATNGCTTAACCGAAAGGAGGGCGTTTACCACGGAGTGATTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNTTTGATCCTAGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATAAGTGGCGAACGGGT 
GAGTAACACGTGAGTAACCTGCCCTTCACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACCGGATATGACAACCGACGGCATCGTCTGGTTGTGGAAAGAATT 
TTGGTCAAGGATGAACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGACGACGGCCTTCGGGTT 
GTAAACCTCTTTTAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTT 
GTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGTCTGCAGTGGGTACGGGCAGACTAGAGT 
GCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGA 
GCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGATGTGGGGACCATTCCACGGTCTCCGTGTCGCAGCTAA 
CGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAAC 
GCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAA 
GGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGATACAAAGGGCTGCAATACCGCAAGGTGGAGCGAATCCCA 
AAAAGTCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAGCCAGTGGCCTAACCCTTGTGGAAGGAGCTGTCTAAGGTGGGATCGGTAATTAGGACTAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATC 
CTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCCTTCGGGGTCAGCGGCGGACGGGTGAGTAACACGTGGGTAATCTGCCCAAC 
TGACCGGAATAACGCCTGGAAACGGGTGCTAATGCCGGATAGGCAGCGAGCAGGCATCTGCTCGCTGGGAAAGGTGCAAATGCACCGCAGATGGAGGAGCCCGCG 
GCGCATTAGCTGGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCAGTCACTCGGGA 
AGAGCGGCAAGGGGAGTGGAAAGCCCCTTGAGAGACGGTACCGAGAGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTT 
GTCCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGTTGCGTGTGTCCGGGGTGAAAGTCCAGGGCTCAACCCTGGGAATGCCTTGGAAACTGCGTAACTTGAGT 
GCTGGAGAGGCAAGGGGAATTCCGCGTGTAGCGGTGGAATGCGTAGATATGCGGAGGAATACCAGTGGCGAAGGCGCCTTGCTGGACAGTGACTGACGCTGAGGC 
ACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGTACCACCCTCAGTGCCGAAGGAAACCC 
AATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
AAGAACCTTACCAGGGCTTGACATCCCCCTGACAGCCGCAGAGATGCGGTTTCCCTTCGGGGCAGGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGAACTGTGTTACCAGCACGTGAAGGTGGGGACTCACAGTTGACTGCCGGCGTAAGTCGGAGGAAGGC 
GGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGCTACACACGTGCTACAATGGGCGGTACAACGGGAAGCGAGACCGCGAGGTGGAGCAAACCCCTGAA 
AGCCGTTCGTAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCACGAGAGTCGGCAACACCCGAAGTCGGTGGGGTAACCCGTCAGGGGGCCAGCCGCCGAAGGTGGGGTTGATGATTGGGGTGAAGTC 
GTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCA 
GGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACGGAAGGGAGCTTGCTCCCGGACGTCAGCGGCGGACGGGTGAGGAACACGTGGGCAATCTG 
CCCATCAGTCGGGAATAACACTCGGAAACGGGTGCTAATGCCGGATAGGCATCTTGGGGGCATCCCTGGGATGGGAAAGGCGCTTAGGCGCTGCTGATGGAGGAG 
CCCGCGGCGCATTAGCTGGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTGTAAAGCTCAGTCAA 
TCGGGAAGAGCGACCTAGGGAGGGAATGCCCTAGGGGAGACGGTACCGATGGAGGAAGCCCCGGCAAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGA 
GCGTTGTCCGGAATGACTGGGCGTAAAGCGTGCGTAGGCGGCCTTACGCGTCTGAGGTTTAAGACCACGGCTCAACCGTGGGGGTGCCTTGGAAACGGTGAGGCT 
TGAGTGCTGGAGAGGCAAGGGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCCGTGGCGAAGGCGCCTTGCTGGACAGTGACTGACGCT 
GAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTGCGAGCCCTCAGTGCCGAAGGA 
AACCCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCA 
ACGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACGCACTCAGAGATGGGTGTTCCCNTNTGGGCAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTGTGTTACCAGCGCGTGANGGNGGGGACTCACAGGTGACTGCCGGCGCAAGCCGGAGG 
AAGGCGGGGATGACGTCAAATCATCATGCCCTTGATGTCCTGGGCGACACACGTGCTACAATGGGCGGTACAACGGGCAGCGAGACCGCGAGGTGGAGCGAATCC 
CTGAAAGCCGCTCGTAGTTCGGATTGCAGGCTGCAACCCGCCTGCATGAAGNCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCACGAGAGTGAGCAACACCCGAAGTCGGTGAGGCAACCGGATAGGAGCCAGCCGCCGAAGGTGGGGCTCGCGATTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGTTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCGT 
GCCTAATACATGCAAGTCGAGCGAATTCCTCCTTCGGGGTGGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCCACCTGCCTGTAAGACTGGGATAACTACCGG 
AAACGATAGCTAATACCGGATACGCGGTTGGATCGCATGATCCGATCGGGAAAGAGGGTTTCGGCTCTCACTTACGGATGGGCCTGCGGCGCATTAGCTAGTTGG 
TGGGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTCTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGGCCGGGGGAGT 
AACTGCCCTCGGCATGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGCGCGCGCAGGCGGTGGATTAAGTTTGGTGTTTAAGCCCGGGGCTCAACCCCGGATCGCACTGAAAACTGGTCGACTTGAGTGTAGGAGAGGAAAGTGGAA 
TTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGCCTATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTAAACACAGTAAGCACTCCGCCTG 
GGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTC 
TTGACATCCTCCTGAATACGTTTGAGATAGCGTATGCCCTTCGGGGACAGGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCACTTTGGGTGGGCACTCTAGGATGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAA 
TCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCCGGTACAACGGGCCGCGAAGCCGCGAGGCGGAGCCAATCCCAAAAAGCCGGTCTCAGTTC 
GGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGGATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGGTACCCGCAAGGGTACCAGCGGCGAACGGG 
TGAGTAACGCGTGGGTAACCTACCCCTCAGAGGGGGATAACCAGGGGAAACCCTGGCTAATACCCCATACGATCCAGTGACGAAGGTCACTGGATGAAAGGGGCA 
ACTGCCCCGCTGAGGGATGGGCCCGCGTCCCATCAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACAG 
GGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGGGGGATGAAGCCCTT 
CGGGGTGTAAACCCCTGTTGCGAGGGACGAATAAGGTGCGGAGTGGAATGCCGCACCGATGACGGTACCTCGCGAGAAAGCCCCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGGGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCCTGGTAAGTCGGGTGTGAAATCCCACGGCTCAACCGTGGAA 
TTGCGCCCGAAACTGCCAGGCTTGGGGACGGTAGAGGGAGACGGAACTGCCGGTGTAGGGGTGAAATCCGTAGATATCGGCAGGAACGCCGGTGGGGAAGCCGGT 
CTCCTGGGCCGCTCCCGACGCTGAGGCACGAAAGCTAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGGA 
TAATCCCTCCGTGCTGTAGCTAACGCGTTAAGTGGGCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGGCGGGACCTCGCACAAGCGGTGGAG 
CGCGTGGTTTAATTGGATGCTGAGCCAAGAACCTTACCAGGGCTTGACATGCGGGTGGTACCGACCCGAAAGGGAAGGGACCCCTTCCTTTTGGAAGGGGAGCCC 
GCACAGGTGGTGCACGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCCTAGTTGCCAGCGGTTCGGCCGGGCA 


CTCTAGGGGGACTGCCGGCGACGAGCCGGAGGAAGGAGGGGACGACGTCAGGTACTCGTGCCCCTTATGCCCTGGGCTACACACGCGCTACAATGGGTGGTACAG 
TGGGTTGCGATCCCGCGAGGGGGAGCTAATCCCTAAAACCACCCCCAGTTCGGATCGCAGGCTGCAACCCGCCTGCGTGAAGCCGGAATCGCTAGTAATCGCGGA 
TCAGCCACGCCGCGGTGAATACGTTCCCGGGGTTTGCACACACCGCCCGTCAAGCCACCCGAGCTGGGGGCACCTGAAGACGCCGACCCCAACCCGAAAGGGAGG 
GGCGGCGTTGAAGGTGAACCTGGTGAGGGGGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGCGCCTAACACATGCAAG 
TCGAACGGACGATGAAGAGCTTGCTTTTCAAAGTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGGAATAGCAGCTGGAAACGGCTGA 
TAAAACCGCATAAGCNCACAGTGCCGCATGGCACAGTGTGAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGCTTGTTGGCGGGGTAACGGCCCACC 
AAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGG 
GGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGAGCAAGTCAGAAGTGAAANNC 
CCGGGGCTCAACCCCGGGACGGCTTTTGAAACTGCCCTGCTTGATTTCAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAA 
CACCAGTGGCGAAGGCGGCTTACTGGACTGACAATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
AATACTAGGTGTCGGGGCTCATAAGAGCTTCGGTGCCGCAGCAAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACG 
GGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCCGGTGACCGACCCGTAATGGGGTCTTCTCTA 
CGGAGCACTGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTCAGTAGCCAGCATT 
TAGGATGGGCACTCTGGACAGACTGCCGGGGATAACCCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTACGGCCTGGGCTACACACGTGCTACAAT 
GGCGTAAACAAAGGGAAGCAAGAGGGTGACCTGGAGCGAATCCCATAAATAACGTCCCAGTTCGGACTGTAGTCTGCAACCCGACTACACGAAGCTGGAATCGCT 
AGTAATCGCGAATCAGCATGTCGCGGTGAATACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCC 
TAACACATGCAAGTCGAGCGATGAAACTTCCTTCGGGAAGTGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCAAAGAGGGGGATAGCCTCCC 
GAAAGGGAGATTAATACCGCATAACATTATTTTATGGCATCATAGAATAATCAAAGGAGCAATCCGCTTTGAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAG 
GTAAGGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTCTTTAGGGACGATAATGACGGTACCTAAGG 
AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGTATGTAGGTGGGTGCTTAAGTC 
AGATGTGAAATTCCCGGGCTTAACCTGGGCGCTGCATTTGAAACTGGGCATCTAGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGA 
GATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACACTGAGATACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAATACTAGGTGTCGGGGGGTACCACCCTCGGTGCCGCAGCAAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 
GGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCTTAATCGAG 
GAAGTCCCTTCGGGGACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGT 
TGCTACTATTAAGTTAAGCACTCTAACGAGACTGCCGCGGTTAACGTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACG 
TGCTACAATGGCTGGTACAACGAGCAGCAAACCCGCGAGGGGGAGCAAAACTTGAAAGCCAGTCCCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGTTG 
GAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGCCGGTAACACCCGAAGCCCGTGA 
GGTAACCGTAAGGAGCCAGCGGTCGAAGGTGGGATTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNTGATCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGTTTATTAAAGGAAGTCTTCGGAT 
GGAATTTAATAAACTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCCTGTACAGAGGGACAACAACGGGAAACCGTTGCTAATACCTCATAAAACCCT 
AAAGGGGCATCCCTTATGGGTCAAAGAATTTCGGTACAGGATGGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCCG 
ACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAA 
CGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTAAGGGAAGAATTTTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGTCTTACAAGTCAGGGGTGAAAGGCTACGGCTCAACCGTAGTAA 
GCCTTTGAAACTGTAGGACTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTT 
TCTGGACTGTAACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAGTGCTAGGTGTTGGGGGTCG 
AACCTCAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTTGACATCCTTCAGACCACTCCTTAACCGGAGTCTTCCCTTCGGGGACTGAAGTGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCAAGTAATGTTGGGCACTCTAGAGAGA 
CTGCCGGGGATAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCAGGGCTACACACGTGCTACAATGGCCGATACAAAGGGCTGCGAA 
GGAGTAATCTGGAGCCAATCCCATAAAGTCGGTCCCAGTTCGGATTGTGGGCTGAAACTCGCCCACATGAAGTTGGAGTTGATAGTAATCGCGAATCAGAATGTC 
GCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAC 
GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTT 
TGGGATAACCTTCGGAAACGGAGGCTAATACCGGATACGACCTGCTGCCGCATGGCATGTTGGTGGAAAGTTTTTCGGTTTGGGATGGACTCGCGGCCTATCAGC 
TTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAA 
GTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTA 
GGCGGCTTGTCGCGTCGAATGTGAAATCTCAGGGCTCAACTCTGACATTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGAT 
ACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGACCTCTCCGGTCTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCC 
GGAAATCTCGCAGAGATGCGGGGTCCTTCGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTA 
TGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCA 
ACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCG 
GCAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGG 
GGTACTCGAGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCCTCGCTCTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATACGACCACTTTAGGCA 
TCTTTGGTGGTGGAAAGTTTTTCGGCGAGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCAGTGACGGGTAGCCGGCCTGAGAG 
GGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTG 
AGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGACTGTGAAAACCCGGGGCTCAACTCCGGGCCTGCAG 
TCGATACGGGCTGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG 
GGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGACCCTATCCA 
CGGGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGCGGCTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGAAAACTCGTAGAGATACGGGGTCCTTCGGGGCGGTGTACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGAAGCCGT 
AAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCCCAACCCGTAAGGGGGGGAGCGGTCGAAGGTGG 


GACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGA 
ACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTG 
GGATAACCCTCGGAAACGGGGGCTAATACCGAATACGACACAGCTTCGCATGAAGTCTGTGTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTT 
GTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGT 
GACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGG 
CGGCTTGTCGCGTCGAATGTGAAATCTCAGGGCTCAACTCTGACATTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCG 
GTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCCTCTCCGGGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCG 
CAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACGG 
AAATCCTCCAGAGATGGGGGGTCCTTCGGGGTCGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTCGTTCGATGTTGCCAGCGCGTAATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATG 
TCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAGACCGTGAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAAC 
TCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGC 
AACACCCGAAGCCGGTGGCCTAACCCGTAAGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGT 
ACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTTTGGGATAACCTTCGGAAACGGAGGCTAATACCGAATATCGACAAGCCATCGCATG 
GTGTGTTTGTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGA 
GGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTA 
AGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAATGTGAAATCTCAGAGCTCAACTCTGACATTGCATT 
CGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG 
GCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCCTCTCCG 
GGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAATCTCGCAGAGATGCGGGGTCCTTCGGGGCCGGTGACAGGTGGTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAGACCGT 
GAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCGTAAGGGAGGGAGCCGTCGAAGGTGG 
GGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGA 
ACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGGAACCTGCCCCAGACTTTG 
GGATAACCCTCGGAAACGGGGGCTAATACCGAATATTACCTTTCCTCGCATGGGGTTTGGTGGAAAGTTTTTCGGTTTGGGATGGTCTCGCGGCCTATCAGCTTG 
TTGGTGGGGTAATGGCCTACCAAGGCGAGGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAAAGTG 
ACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGC 
GGCTTGTCGCGTCGACTGTGAAAACCCGCGGCTCAACCGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGG 
TGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACC 
CTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGACCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGA 
AAACTCGTAGAGATACGGGGTCCTTCGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGT 
CCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACT 
CGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCA 
ACACCCGAAGCCGGTGGCCTAACCCGTAAGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTA 
CTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGGATATGACTTTTCCTCGCATGAG 
GTTTGGTGGAAAGTTTTTCGGTCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGG 
ATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGA 
CGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCGGCTCAACCGCGGGCCTGCATTCGA 
TACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCC 
GATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGACCTCTCCGGTT 
CTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAAACTCGCAGAGATGCGGGGTCCTTCGGGGCCGGTGACAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACCGTAAG 
GTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCATGGCCTAACCCGTAAGGGAGGGAGTGGTCGAAGGTGGGGC 
TGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACG 
CTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTTTGGG 
ATAACCCCCGGAAACGAGGGCTAATACCGAATATTACTTGGTCCCGCATGGGATTTGGTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTT 
GGTGGGGTAATGGCCTACCAAGGCGAGGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAGAGTGAC 
GGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGG 
CTTGTCGCGTCGAATGTGAAATCTCAGGGCTCAACTCTGACATTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTG 
AAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCCTCTCCGGGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAA 
ACTCGTAGAGATACGGGGTCCTTCGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGTTCGATGTTGCCAGCGCGTAATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCC 
AGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAGACCGTGAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCG 
ACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAAC 
ACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNN 


NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTAC 
TCGAGCGGCGAACGGGTGAGTAACACGTGAGGAACCTGCCCCAGACTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATATTACCTTTCCTCGCATGGGG 
TTTGGTGGAAAGTTTTTCGGTTTGGGATGGTCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGAGGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGA 
TGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGAC 
GTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCGGCTCAACCGCGGGCCTGCAGTCGAT 
ACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCG 
ATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGACCTCTCCGGTTC 
TCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGG 
ATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAAACTCGTAGAGATACGGGGTCCTTCGGGGCCGGTGACAGGTGGTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGG 
TCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTAAGG 
TGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCGTAAGGGAGGGAGCCGTCGAAGGTGGGGCT 
GGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGC 
TGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGGAT 
AACCCTCGGAAACGGGGGCTAATACCGAATACGACNCANTNTCGCATGANGTNTGTGTNGAAANTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTG 
GTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACG 
GTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGC 
TTGTCGCGTCGAATGTGAAAACCCGAGGCTCAACTTCGGGCTTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGA 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCCTCTCCGGGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACGGAAAT 
CCTCCAGAGATGGGGGGTCCTTCGGGGTCGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTTCGATGTTGCCAGCGCGTAATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCA 
GGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAGACCGTGAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGA 
CCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACA 
CCCGAAGCCGGTGGCCTAACCCGTAAGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGACCCTTCGGGGTGAGTGGCG 
GACGGGTGAGTATCGCGTAGGGATCTATCCACGGGTGGGGGATAACATCGGGAAACTGGTGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTG 
TGGAGGAGCCTGCGTTCGATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGC 
ACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGAC 
TGGGCGTAAAGGGCGCGTAGGCGGTTTACACAGTCAGATGTGAAATTCCAGGGCTTAACCTTGGGGCTGCATTTGATACGTGTAGACTAGAGTGTGAGAGAGGGT 
TGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTACTCAGTGTCGAAGCTAACGCGCTAAGCACAC 
CGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTAC 
CAGGACTTGACATGGGGAGGCTGTATCCAGAGATGGGTATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGA 
CGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATGGTGACATCGTGCCGATCTCTAAAAGCCGTCT 
CAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTTGGTTTGACCCGAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACAGGTTGTGCTTGCACAATGCTGACG 
ACCGGCGAACGGGTGCGTAACGCGTATAGAATCTGCCTTGTACAGGAGGATAGCCTTTAGAAATGAAGATTAATACTCCATAATGCTGGGATGTGGCATCACGTT 
CTAGTTAAAGATTTATTGGTACAAGATGACTATGCGTCCTATTAGCTAGATGGTAAGGTAACGGCTTACCATGGCTACGATAGGTAGGGGGTCTGAGAGGATTAT 
CCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGCAACTCTGAACCAGCCATGCCGCGTGCAGGAA 
GACTGCCCTATGGGTTGTAAACTGCTTTTATATGGGAAGAAACAGTCGTACGTGTACGGCCTTGACGGTACCATAAGAATAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGTCAATTAAGTCAGAGGTGAAATCCTGCAGCTTAACTGTA 
GAACTGCCTTTGATACTGGTTGACTTGAGTTATACGGAAGTAGGTAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCGATTGCGAAGGC 
AGCCTACTACGTATATACTGACGCTCATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGACACTAGTTGTTGGA 
TGTAAGTTCAGTGACTAAGCGAAAGTAATAAGTGTCCCACCTGGGGAGTACGGTCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAG 
CATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGAGTGACAGGCTGAGAGATCGGTTTTTCTTCGGACACTTTACAAGGTGCTGCA 
TGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCTTATCGTTAGTTGCCAGCAAGTAAAGTTGGGGACTCTAGCGAGACT 
GCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACACACGTGCTACAATGGTATGGACAATGAGCAGCCACTA 
TGCGAATAGGAGCGAATCTATAAACCATATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAA 
CTAGGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGCAGCG 
AATCTAGCTTGCTAGATGTCGGCGACCGGCGAACGGGTGCGTAACGCGTATAGAATCTGCCTTGTACAGGAGGATAGCCTTTAGAAATGAAGATTAATACTCCAT 
AATGTTTAGAGGTGGCATCATTTTTAAATTAAAGATTTATTGGTACAAGATGACTATGCGTCCTATTAGCTAGATGGTAAGGTAACGGCTTACCATGGCAACGAT 
AGGTAGGGGGTCTGAGAGGATTATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGCAACTCTG 
AACCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAACAGAACTACGTGTAGTTCCTTGACGGTACTGTAAGAATA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGTCAATTAAGTCAGAG 
GTGAAATCCCATAGCTTAACTATGGAACTGCCTTTGATACTGGTTGACTTGAGTTATACGGAAGTAGATAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATT 
ACTTAGAATACCGATTGCGAAGGCAGTCTACTACGTATATACTGACGCTCATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGGACACTAGTTGTTGGGATTTGTCTCAGTGACTAAGCGAAAGTGATAAGTGTCCCACCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGAGTGACAGGGGTAGAGATACCTTTTTCT 
TCGGACACTTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCTTATCGTTAGTTGCTAGCAGGT 
AAAGCTGAGGACTCTAGCGAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACACACGTGCTACAAT 
GGTATGGACAATGAGCAGCCACAACGCGAGTTGGAGCGAATCTATAAACCATATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTA 
GTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTTACCGCAAGG 
AGCTGCCTAGGGTAAAACTGGTAACTAGGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTA 
ACACATGCAAGTCGAACGGTGACGAGGAGCTTGCTCCTCCGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGAATAACAGTTGGA 


AACAGCTGCTAATACCGGATACGAGACGGAGAGGCATCTCTACCGTCTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAAT 
GGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTACAG 
AAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTC 
TGCTGTGAAAATCCGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGA 
TATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCACTACTGACGCTGAGAAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGTTGGGAACTAGGTGTGGGTCTCATTCCACGAGATCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACACCCAGAGA 
TGGGTGCCCCGCAAGGTCGGTATACGAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTGTATG 
TTGCCAGCGCGTAAAGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAC 
ACATGCTACAATGGCCGGTACAAAGGGCTGCGAAATCGCGAGATGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAA 
GTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCC 
GGTGGCCCAACCCTTGTGGGGGGAGCCGTCCAAGGTGGGACTGGCGATTGGGACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGACGGGAGCTTGCTCCCTGATTTAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTG 
GTAGTGGGGGATAACGTTCCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGA 
TTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAG 
GGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGG 
AATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCGAGCTAGAGTACGGTA 
GAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGTTCCTTGAGAACTTAGTGGCGCAGCTAACGCATTAA 
GTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCTGGCCTTGACATGCTGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACC 
GATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTCGCTCAGTATGAAAGCTGGCGGC 
GTGCCTAATACATGCAAGTCGAACGCACTGATTTTATCAGTGAGTGGCGAACGGGTGAGTAATACATAAGTAACCTGCCCTCATGAGGGGGATAACTATTAGAAA 
TGATAGCTAAGACCGCATAGGTGAAGGGGTCGCATGACCGCCTCATTAAATATCCGTATGGATAGCAGGAGGATGGACTTATGGCGCATTAGCTGGTTGGTGAGG 
TAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTAGGGAATT 
TTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAGGGAAGAAGTATTTCGGTATGTAAACCTCTGTTATAAAGGAAGAACGGTATGAATAGGAAATGA 
TTCATAAGTGACGGTCCTTTATGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCCGACCGTTATCCGGAATCATTGGCCGTAAAG 
AGGGAGCAGGCGGCAATAGAGGTCTGCGGTGAAAGCCTGAAGCTAAACTTCAGTAAGCCGTGGAAACCAAATAGCTAGAGTGCAGTAGAGGATCGTGGAATTCCA 
TGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACGATCTGGGCTGCAACTGACGCTCAGTCCCGAAACCGTGGGGAGCAAATAGG 
ATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTTGGGGGTCAAACCTCAGTGCTGCAGTTAACGCAATAAGTACTCCGCCTGAGTAGTACG 
TTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATAC 
CTCTAAAGGCTCTAGAGATAGAGAGATAGCTATAGGGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGTCGCTAGTTACCATCATTAAGTTGGGGACTCTAGCGAGACTGCCTCTGCAAGGAGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATG 
ACCTGGGCTACACACGTGCTACAATGGACGGATCAAAGGGAAGCGAAGCGCGAGGTGGAGCCAAACCCAAAAACCCGTTCTCAGTTCGGACTGCAGTCTGCAACT 
CGACTGCACGAAGTTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAA 
CACCCGAAGCCGGTGGCTTAACCGCAAGGAGAGAGCTGTCTAAGGTGGGACTGATGATTAGGGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGG 
TGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATACGACCTCCGGCCGCATGGCCTGGTGGTGGAAAGTTT 
TTTCGGTGAGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCGGATGTGAAAGCCTGCAGCTTAACTGCGGGTCTGCATTCGATACGGGCCGGCTAGAGGTA 
GGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCTTCCACGGTTTCCGTGCCGTAGCTAACGC 
ATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCG 
AAGAACCTTACCAAGGCTTGACATCGCCCGGAAACATCCAGAGATGGGTGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCAGCGTCCTTCGGGGCGGCTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAAT 
CCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCGCAAGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGG 
ACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTT 
CGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATACGACCCCTCACC 
GCATGGTGCGGGGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTG 
AGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCG 
CGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAAGTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCGGATGTGAAAGCCCGCAGCTTAACTGCGGGTCTGCAT 
TCGATACGGGCCGGCTAGAGGTAGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTG 
GGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGCCTTCCAC 
GGTTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCACCCGGAAANCTCTAGAGATAGANNCCTCTTCGGACTGGGTGACAGGTGGTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCAACATCCTTCGGGGTGGTTGGGGACTCATGG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTG 
CCATACCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCGTAAGGGGGGGAGCGGT 
CGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACAT 
GCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCT 
AATACCGGATACGACTCGCGGCCGCATGGCCTGCGGGTGGAAAGTCTTTTCGGTCGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCA 


AGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGG 
CGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCGGATGTGAAAGCT 
TGGGGCTTAACTCCAGGTCTGCATTCGATACGGGCTGGCTAGAGGTAGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAC 
ACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGG 
GCGCTAGGTGTGGGGGCCTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCCCTAGAGATAGGGCCCTCTTCG 
GATCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTNCCAGCACGCTCC 
TTCGGGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGC 
TACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGA 
GTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGC 
CCAACCAGCTTGCTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGA 
TCCTGGCTCAGCGCGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTGCGGAGGTGCCTTTTGGCACCTCAGCGGCAAACGGGTGAGTAACACGTGAGTAACC 
TGCCCTCAGGAAGGGGATAACCCTCCGAAAGGGGGGCTAATACCCTATAATGTCAGTCACCACTAAGGTGGCTGACCAAAGGTGGCCTCTGCTCTGCATGCTACC 
GCCTGAGGAGGGGCTCGCGGCCCATCAGGTAGTTGGTGGGGTAACGGCCTACCAAGCCTATGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACAGTGGGACTG 
AGACACGGCCCACACCCCTACGGGGGGCAGCAGTGGGGAATCGTGGGCAATGGGCGAAAGCCTGACCCCGCGACGCCGCGTGGAGGAAGAAGCCCTTCGGGGTGT 
AAACTCCTGTCAGGGGGGAAGATGCTCACAGAGGTGAATAATCTCTGTGGGTGACGGTACCCCCAGAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGTCCCGAGCGTTGCGCGAATTCACTGGGCGTAAAGCGTCCGCAGCCGGATGGGTAAGCGGTTCGTCAAAGCCCACCGCTCAACGGTGGAAAGGCGTAC 
CGAACTGCCCATCTTGAGGCACGCTCAGGCAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGAAGGCGAAGGCAGCCTGCTGGG 
GCTGTTCTGACGGTCAGGGACGAAAGCTGGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCAGCCGTAAACCATGGGCGCTAGACGTCGTCCGTAAGGGCGG 
TGTCTCAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTGGCGGGGGCCCGCACAACCGGTGGAGCGTCTGGTTCA 
ATTCGATGCTAACCGAAAAACCTTACCCGGGCTTGACATGATGGGAAACCTCTGCGAAAGCGGAGGGTGCCGTCCTCTGGACGGAATCCCATCACAGGTGGTGCA 
TGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCACTCTACGGAGGGCACTCTAAGGGGACTGCC 
GGCGATAAGCCGGAGGAAGGTGGGGATGACGTCAGGTCAGTATGCCCTTTATGCCCGGGGCGACACAGGCGCTACAGTGGCCGGGACAATGGGAAGCGATCCAGA 
AATGGGGAGCAAATCCTCAAACCCGGTCATGGTGCAGATTGAGGGCTGAAACTCGCCCTCATGAAGCCGGAATCGGTAGTAATGGCGGATCAGCTAGGCCGCCGT 
GAATACGTTCTCGGGCCTTGCACACACCGCCCGTCACGCCACGGAAGTCAGTCTTCCCGGAAGCCCTCGGGCTAACCCGCAAGGGAGGCAGAGGACGATGGGAAG 
GCTGGCAACTGGGGCGAAGTCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCATGCTTAACACATGC 
AAGTCGCACGGACCCTTCGGGGTGAGTGGCGGACGGGTGAGTATCGCGTAGGGATCTATCCATGGGTGGGGGATAACATCGGGAAACTGGTGCTAATACCGCATG 
ATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTCGATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGA 
GAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGC 
GTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAA 
TACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTTACACAGTCAGATGTGAAATTCCAGGGCTTAACCTTGGGGCTGCATTT 
GATACGTGTAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGC 
TCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTA 
CTCAGTGTCGAAGCTAACGCGCTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGACATGGGGAGGCTGTATCCAGAGATGGGTATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCACGTTTGGGTGGGCACTCTAGAGGAACTG 
CCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATG 
GTGACATCGTGCCGATCTCTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCCGAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGTCGGG 
TCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAAC 
GGTGAACCACCTTCGGGTGGGGATCAGTGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCCTAGCTCTGGGATAACTCCGGGAAACCGGAGCTAATACCGGA 
TATGACACCGAGCGGCATCGCTCGGTGTGGAAAGTTTTTCGGCTAGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGACG 
GGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGA 
CGCAGCGACGCCGCGTGAGGGACGAAGGCCTTCGGGTCGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCTGCTGTGAAAACTCGGGGCT 
CAACCCCGAGCCTGCAGTGGATACGGGCTAGCTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGGTCTCTGGACCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAG 
GTGTGGGGATCTTTCCACGATCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGAAAACTGGCAGAGATGTCAGGTCCGCAAGGGCGG 
TATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTAATGGCGGG 
GACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACATGCTACAATGGCCGGTAC 
AAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGC 
AGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAG 
GGAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNTCAGGGTGAACGCTGGCGGCGTGCCTTACACATGCAAGTCGAGCGAAGCTGCTGGTGGAATCCCTTCGGGGAGGGAAGCCAGTAGACTGAGCG 
GCGGACGGGTGAGTAACGCGTAGGTGACCTACCCCTCAGAGGGGGGATAACTGGGGGAAACCTCAGCTAATACCCCATACGTTCCTACCTACAAGTAGGCAGGAA 
GAAAGGGAGCTAGTGCTCTGCTGAGGGAGGGGCCTGCGACCCATCAGGTAGTTGGTGAGGTAACGGCTCACCAAGCCGACGACGGGTAGCCGGTCTGAGAGGATG 
GCCGGCCACAAGGGCACTGAGACACGGGTCCTACTCCTACGGGAGGCAGCAGTGGGGGATTTTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGCGGG 
ACGAAGCCCTTCGGGGTGTAAACCGCTGTGGTGGGAGACGAATAAGGTGAGGAGTGGAAAGCCTCACTGATGACGGTATCCCACTAGAAAGCCCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGGGCGTAGGCGGCCGTGGAAGTCCGGTGTGAAAACTCACGGCT 
CAACCGTGGGACTGCGCTGGAAACTACACGGCTTGAGGACGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCCGTAGATATCAGCAGGAACGCCGGTG 
GAGAAGTCGGTCTCCTGGGCCGTTCCTGACGCTGAGGCCCGAAAGCTAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAG 
GTGTGGGGGAGTAATTCCTCCGTGCTGAAGCTAACGCGATAAGTGGGCCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGACCCCGCAC 
AAGCGGTGGAGCGTGTGGTTTAATTGGACGCTAAGCCAAGAACCTTACCAGGGCTTGACATGCTGGTGGTACTGACCCGAAAGGGGAGGGACCTGTGGCGTTAGT 
CACGGGAGCCAGCACAGGTGGTGCACGGTCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGT 
TCGGCCGGGCACTCTAAGGGGACTGCCGGCGACGAGCCGGAGGAAGGAGGGGATGACGTCAGATACTCGTGCCCCTTATGCCCTGGGCGACACACGCGCTACAAT 
GGGTGGGACAGCGGGAAGCGAGCCAGCGATGGTGAGCGAAACCCTTAAACCCACTCTCAGTTCGGATTGCAGGCTGAAACCCGCCTGCATGAAGCCGGAATCGCT 
AGTAATCGCGGATCAGCCACGCCGCGGTGAATACGTTCCCGGGGTTTGTACACACCGCCCGTCACGCCACCCGAGTTGGCAGCGCCCGAAGATGGGTACTCCAAC 
CGGAAGGGGGAGGCCTATTGAGGGCGAGGCTGGCGAGGGGGGCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCT 
GGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTAGACTTTGGGATA 
ACCCTCGGAAACGGGGGCTAATACCGAATACTCCTTGGTCACCGCATGGTGGTCTCGGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGG 
TGGGGTAATGGCCTACCAAGGCGAGGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 


GGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAGAGTGACGG 
TACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCT 
TGTCGCGTCGAATGTGAAATCCCGTGGCTCAACTGCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGACCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAATC 
TCGCAGAGATGCGGGGTCCTTCGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTC 
GTTCCATGTTGCCAGCACGTTATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGAC 
CCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACAC 
CCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGTTTCGGCCGGGGATTAGTGGCGAACGGGTGAGTAACACG 
TGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACGCACGACCGCATGGTCTGTGTGTGGAAAGCTCCGGCGGTGAAG 
GATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCC TACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGG 
GAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCG 
TGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAG 
TTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAAC 
CTTACCAAGGCTTGACATACACCGGAAACGGCCAGAGATGGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGAACGCTGGCGGCGTGCT 
TAACACATGCAAGTCGAACGATGAACCGGCTTCGGTCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGA 
AACGGGGTCTAATACCGGATATGACACGGGGTCGCATGATCTCCGTGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAA 
TGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCA 
GAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGT 
CGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAG 
ATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATTAGAG 
ATAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGT 
GTTGCCAGCATGCCTTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTG 
GGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGAC 
CCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGT 
ACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCAGGATGCATGT 
CTTGTGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGG 
TGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAG 
GGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGTGAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTCGTCGCGTCGATCGTGAAAACCTACCGCTCAACGGTGGGCTTGCGGTC 
GATACGGGCGGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGG 
AAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCACG 
GGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
TGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAAGCGGCAGAGATGTCGCCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTTATGGCGGGGACTCGTGAGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGT 
GAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGG 
ATTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTG 
GCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGGACGGCAGCGCGGGCTTCGGCCTGGCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACG 
TATCCTGGAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGCTCTGAGGAGGAAAGCGGGGGACCTTCGGGCCTCGCGCTCAAGGGGCGGCCGAT 
GGCGGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCCGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGA 
AAGAAATCATCGGGGCCAATACCCCTGGTGGATGACGGTACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTT 
AATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTGCTGTAAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTGGTGACTGCAGCGCTGGAGT 
ATGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGC 
ACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGC 
GTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCG 
AAAAACCTTACCTACCCTTGACATGTACGGAACCCTGGTGAGAGCCGGGGGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCCAGTTGCTACGCAAGAGCACTCCGGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGAACAGAGGGTTGCGAAGCCGCGAGGTGGAGCCAATCCCAGAAAACC 
GATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTGGGTTTTGCCAGAAGTGGCTAGTCTAACCGCAAGGAGGACGGTCACCACGGCAGGATTCATGACTNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCAATCTTTGACCAATGAGTGCTTGCACTCAGCNGTC 
AAAGTGCGAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCAAAAGTGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATCAACCGGCTGACCGCA 
TGGTCGGCCGGGCAAAGACGGCGTCAGCTGTCGCTTTTGGATGAGCCCGCGGCGTATTAACTAGTTGGTAAGGTAACGGCTTACCAAGGTGATGATACGTAGCCG 
AACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAA 


CGCCGCGTGTATGAAGAAGGTCTTCGGATCGTAAAATACTGTTGTCAGAGAAGAACACGTGATAGAGTAACTGNTATGGCGCTGACGGTATCTGACCAGCAAGTC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGA 
AAGCCTTCGGCTTAACCGGAGAAGTGCATTGGAAACTGGAAGACTTGAGTGCANAAGAGGAGAGTGGAACTCCATGTGTANCGGTGAAATGCGTAAATATATGGA 
AGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAAC 
GATGAATGCTAGGTGTTGGANGGTTTCCGCCCTTCGGTGCCGCAGCTAACGCACTAAGCATTCCGCCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTTTTGACCATCTGAGAGATCAGAATTTC 
CCTTCGGGGACAAAATGACAGGTGGTGCATGGCTGTCGTCCAGCTCGTGTTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTCAGTTGCC 
AGCATTCAGTTGGGCACTCTGGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACNCNTGCT 
ACAATGGACGATACNACGANTCGCGAGACCGCGAGGTTTANCTAATCTCTGAAANTCGTNCTCAGTTCGGATCGTAGGCTGCAACTCGCCTACNTGAAGTCGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTNCACACCGCCCGTCACACCATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGCTGCTTGCTCCGTGGGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAACCCCGAGAAATCGGAGTTAATACCGGATAGGACCAGGCCCTGCATGGGGTGTG 
GTGGAAAGTTTTCGGTGTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGG 
CCTTCGGGTTGTAAACCGCTTTTAGTAAGGAAGAAGGAGAGCTTGCTCCTTGACGGTACTTGCAGAAAAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAATCCTCAGGCTCAACCTGAGGTCTGCGGTGG 
GTACGGGCAGACTTGAGTGGTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGCA 
CACTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGATGTGGGGCTCATTCCACGA 
GTTCCGTGTCGTAGTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCGCGCACAAGCGGCGGAGCATGCG 
GATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGANCCGAGAACGCCGCAGAATGTGGAACTCTTTGGACACTCGGTTACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGCATGTTGCCAGCACGTTATGGTGGGGACTCATGTGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTA 
AGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGA 
TCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGGGTGCTTGCACCTGGGGATTAGTGGCGAACGGGTG 
AGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAACCCCGAGAAATCGGAGCTAATACCGGATAGGACCCTGTGCCGCATGGTGTGGGGTGGAAAGTTTTTC 
GGTTTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGT 
AAACCGCTTTTGTCAGGGAAGAAGGGCTTCGGCTTGACGGTACCTGGAGAAAAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCG 
TTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAATCCTCAGGCTCAACCTGAGGCGTGCGGTGGGTACGGGCAGACTTGA 
GTGGTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCACTTACTGACGCTGAG 
GAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGGTANT 
AACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATGACCGAGAACGCCGCAGAAATGTGGAACTCTTTGGACACTCGGTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGCATGTTGCCAGCACGTTGTGGTGGGGACTCATGTGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCGAATCC 
CAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTATGACT 
AAGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAACACATGCAAGTC 
GAACGGTCTACCCTGACAGATACCTTCGGGTTGAAGACAGGACTAGATAGTGGCGGACGGGTGAGTAACACGTGAATAATCTGTCCTCAAGTCTGGGATAACCTG 
GCGAAAGTCGGGCTAACCCCGGATAAGCTGAGAGTGTGGCATCACACAATCAGAAAAGGTGGCTCTGCCATCGTTTGAGGAGGAGTTCGCGGTAGATTAGCTAGC 
TGGTAAGGTAATGGCTTACCAGGGCAACAATCTATAGCTGGTCTGAGAGGACGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGACGGTCTTCGGATTGTAAAGCTCTGTCCTTAGGGAAGAACCGTGGGTAT 
AGCAAATGATACCCATCTGACGGTACCTTTGGAGGAAGCACTGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGAGTGCAAGCGTTGTCCGGAATTATTGG 
GCGTAAAGGGTACGCAGGCGGATAATCAAGTCAAGCGTGAAAGGTGTCGGCTTAACCGACAGACTGCGTTTGAAACTGGTTATCTTGAGTGTAACAGAGGAGAGT 
GGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGGTTAACACTGACGCTGAGGTACGAGAGCTGGGGGA 
GCGAACGGGATTAGATACCCCGGTAGTCCCAGCCGTAAACGATGGATACTAGGTGTTGGAGGTTCGAATCCTTCAGTGCCGGAGTTAACGCATTAAGTATCCCGC 
CTGGGGATTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCGA 
GAATTGACATCCCGTGACCATCTATGAAAGTAGAGTTTAGCACTTTGTGCTACACGGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTAGTTGCCAGCGAGTAATGTCGGGGACTCTAAGAAGACTGCCGGTGAAAGTCGGAGGAAGGTGGGGATGACGT 
CAAGTCCTCATGCCCTTTATATCTCGGGCTACACACGTGCTACAATGGTTGGTACAGAGGGGAGCAAGACCGCGAGGTGGAGCAAAACCTATAAAACCAACCCCA 
GTTCGGATTGCAGGCTGCAACCCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCAGGTCAGAATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACACCAATCGAGTTGGATGCACCAGAAGTCATCTGAGGATGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTNACGGA 
GAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACG 
TGGGGAATCTGCCCTGAACTCTGGGACAAGCCTTGGAAACGAGGTCTAATACCGGATACGACCGTCTCCCGCATGGGGGCCGGTGGAAAGCTCCGGCGGTTCAGG 
ATGATCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGG 
CCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGTAAACCTCTTT 
CAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCATTCGATACGGGCAGGCTGGAGTGTGGTAGGGGAG 
ATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGG 
GGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGTAACGCATTAAGTTCC 
CCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTA 
CCAAGGCTTGACATACACCGGAAACTGGTAGAGATATCAGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCGAGTAATGTCGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGT 
CAAATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGGGCTGCGATGNCGCGAGGCGGAGCGAATCCCAAAAAGCCGGTCTCA 
GTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCGTAAGGGGAGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGTAACAAGGTA 
GCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTTAGAACTAACGCTGGC 
AGTGCGTCTTAAGCATGCAAGTCAAACGGGATGTAGCAATACATTCAGTGGCGAACGGGTGAGTAACGCGTGGATGATCTACCTATGAGATGGGGATAACTATTA 
GAAATAGTAGCTAATACCGAATAAGGTCAATTAATTTGTTAATTGATGAAAGGAAGCCTTTAAAGCTTCGCTTGTAGATGAGTCTGCGTCTTATTAGTTAGTTGG 
TAGGGTAAATGCCTACCAAGGCAATGATAAGTAACCGGCCTGAGAGGGTGAACGGTCACACTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGCTA 
AGAATCTTCCGCAATGGGCGAAAGCTGACGGAGCGACACTGCGTGAATGAAGAAGGTCGAAAGATTGTAAAATTCTTTTATAAATGAGGAATAAGCTTTGTAGGA 


AATGATAAAGCGATGACGTTAATTTATGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAAGGGGCGAGCGTTGTTCGGGATTATTGGGCGT 
AAAGGGTGAGTAGGCGGATATGTAAGTCTATGCATAAAATACCACAGCTCAACTGTGGAACTATGTTGGAAACTATATATCTAGAGTCTGATAGAGGAAGTTAGA 
ATTTCTGGTGTAAGGGTGGAGTCTGTTGATATCAGAAAGAATACCGGAGGCGAAGGCGAACTTCTGGGTCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCTACGCTGTAAACGATGCACACTTGGTGTTAACTAAAAGTTAGTACCGAACTAACGCGTTAAGTGTGCCGCCTGGGGAGTA 
TGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACAT 
ATATAGGATATAGTTAGAGATAATTATTCCCCGTTTGGGGTCTATATACAGGTGCTGCATGGTTGTCGTCAGCTCGTGCTGTGAGGTGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTTATCTGTTACCAGCATGTAATGGTGGGGACTCAGATAAGACTGCCGGTGATAAGTCGGAGGAAGGTGAGGATGACGTCAAATCATCAT 
GGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCTGTACAAAGCGAAGCGAAGCAGTGATGTGAAGCAAAACGCATAAAGCAGGTCTCAGTCCGGATTGA 
AGTCTGAAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGTATATCAGAATGATACGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACACCACC 
CGAGTTGAGGATACCCGAAGCTATTATTCTAACCCGTAAGGGAGGAAGGTATTTAAGGTATGTTTAGTGAGGGGGGTGAAGTCGTAACAAGGTAGCCGTACTGGA 
AAGTGCGGCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTGATCCATGGCTCAGGATGAACGCTGGCGGCGTGCCTAA 
TACATGCAAGTCGAGCGAGATGTTAGCGCATGAACTTCGGGGGATTATGCTAACGGACAGCGGCGGACGGGTGAGTAACGCGTAGGCAACCTGCCCCTGACAGAG 
GGATAGCCATTGGAAACGATGATTAAAACCTCATGACACCGTAGAAGCACATGCTTCATCGGTCAAAGATTTATCGGTCAGGGATGGGCCTGCGTCTGATTAACT 
AGTTGGTGAGGTAACGGCTCACCAAGGTGACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTTCTACGGAAGGCAG 
CAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGCCTTCGGGTTGTAAACTTCTGTTCTAAGGGAAGAAACAAATG 
ACGGTACCTTAGGAGCAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGT 
GGTACCTAAGCGCAAGGTTTAATTTAGAGGCTCAACCTCTACTTGCCTTGCGAACTGGGCTACTTGAGTGCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTG 
AAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGCACTAGGTGTTGGGCCCGTTACGCAAGTTGCCGCAGTTAACGCAATAAGTGCTCCGCCTGGGGAGTACGCTCGCAAGAGT 
AAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTGCTGACAGGA 
CCTTAACCGGTCCCTTCTTCGGACAGCAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TCGCTAGTTACTAACATTCAGTTGAGGACTCTAGCGAGACTGCCGAGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTCTGGGC 
TACACACGTGCTACAATGGTCGGTACAATGAGAGGCAATGCTGTGAAGTGGAGCAAATCACCAAAACCGATCCCAGTTCGGATTGTAGGCTGCAACTCGCATCAT 
GAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGGGGTGCCCAAAG 
TCGGTTAATTAATCTATCGCCTAAGGCAAAACCAATGACTGGGGTGAAGTCGTAACAAGGTACCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGACGCTGACGAGTGGCGAA 
CGGGTGAGTAATACATCGGAACGTGCCCAGTCGTGGGGGATAACTACTCGAAAGAGTAGCTAATACCGCATACGATCTGAGGATGAAAGCGGGGGACCTTCGGGC 
CTCGCGCGATTGGAGCGGCCGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGG 
GACTGAGACACGGCCCAGACTTCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGCCTTCGG 
GTTGTAAACTGCTTTTGTACGGAACGAAAAGGCTTCTCCTAATACGAGAGGCCATTGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGC 
ATTTNTAACTGCATGGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCC 
TGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTAGT 
TTTCTCAGTAACGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGAT 
GTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGGCAGGAAGTTTCCAGAGATGGATTCGTGCTCGAAAGAGAACCTGCACACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTAGTTGGGCACTCTAATGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTGCCAACCC 
GCGAGGGGGAGCTAATCCCATAAAACCAGTCGTAGTCCGGTTCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCG 
GTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTCTCGCCAGAAGTAGGTAGCCTAACCGCAAGGAGGGCGCTTATCACGGCGGG 
GTTTGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTTAAGCTGACGAGTGGCGAACGGGTGAGTAATAT 
ATCGGAACGTGCCCAGTCGTGGGGGATAACTGCTCGAAAGAGCAGCTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGATCGCAAGACCTCGCNNGATTGGA 
GCGGCCGATATCAGATTAGGTAGTTGGTGGGGTAAAGGCCCACCAAGCCAACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGCTT 
TTGTCAGGGAAGAAAAGGTTCTGGTTAATACCTGGGACTCATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGCAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAT 
AGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGACCTGTACTGA 
CGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAGGGTTTCTTCTCAGTAACGT 
ANNTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGA 
TGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAATCCTGAAGAGATTTGGGAGTGCTCGAAAGAGAACCTGGACACAGGTGCTGCATGGCCGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGATGACGTCAGGTCATCATGGCCCTTATGGGTAGGGCTACACACGTCATACAATGGCCGGGACAGAGGGCTGCCAACCCGCGAGGGGGAGCTAATCC 
CAGAAACCCGGTCGTAGTCCGGATCGTAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCGGTGAATACGTTCCCGGGT 
CTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGAA 
GTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGAGTGA 
ACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAGAGGAGCTTGCTCCTTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTT 
TTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCAGGGGATCTTCGGACCTTGCGCGATTGAATGAGCCGATGTCGG 
ATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTNNTCTGNGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAA 
ATCCAGCTGGCTAATACCCGGTTGGGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCG 
GAATTACTGGGCGTAAAGCGTGCGTAGGTGGTCGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCAGTGGATACTGGGCGACTAGAATGTGGT 
AGAGGGTAGCGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACATCCATGGCGAAGGCAGCTACCTGGACCAACATTGACACTGAGGCACGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTT 
AAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAG 
AACCTTACCTGGCCTTGACATGTCGAGAACTTTCCAGAGATGGATGGGTGCCTTCGGGAACTCGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAGCCGGCGACGGTAAGCCAATCCCAGAAAC 
CCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTNNNNGATGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGAGTGAACGCTG 
GCGGTAGGCCTNANACATGCAAGTCGAACGGCAGCACAGAGGAGCTTGCTCCTTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTANTCTGTCGT 
GGGGGATAACGTAGGGANACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCAGGGNACCTTCGGGCCTTGCGCGATTGAATGAGCCGATGTCGGATTAGC 
TAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCA 


GCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCAG 
CTGGCTAATACCCGGTTGGGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTA 
CTGGGCGTAAAGCGTGCGTAGGTGGTCGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCAGTGGATACTGGGCGACTAGAGTGTGGTAGAGGG 
TAGCGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACATCCATGGCGAAGGCAGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAANNTAACGCGTTAAGTTC 
GCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTGGCCTTGACATGTCGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGA 
CGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAGCCGGCGACGGTAAGCCAATCCCAGAAACCCTATC 
TCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTNNNNGATGAC TGGGGTNAAGTCGTAACAAGG 
TAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCA 
CGGGTACTTGTACCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTAATACCGCATACG 
TCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTA 
ACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCA 
GCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAATA 
AGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGAT 
GTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATA 
GGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGTCAACTAGCCGTTGGGAGCCTTGAGCCTTGAGTGGCGCANNTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTG 
GTGCCTTCGGGAGCATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTAC 
CAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGT 
GCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCG 
GAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAG 
TCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGGAG 
CTTGCTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAATGTCG 
CGAGACCAAAGCGGGGGACCTTCGGGCCTCGCACCATCAGATGAACCCAGATGGGATTAGCTAGCAGGTAGGGTAATGGCCTACCTGGGCGACGATCCCTAGCTG 
GTNTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCTGCCA 
TGCCGCGTGTATGAAGAAGGCCTTAGGGTTGTAAAGTACTTTCAGTCAGGAGGAAGGCGTGAGTGTTAATATCACTTGCGATTGACGTTACTGACAGAAGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTCAGATGTGA 
AATCCCCGGGCTCAACCTGGGAACTGCATTTGAAACTGGCAGACTTGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGA 
GGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGANNTAACGCGTTAAGTCGANNGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACCGAGCAGAGATGCTTGGGTGC 
CTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGC 
GATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTAC 
AATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATC 
GCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGATAGCTTAA 
CCTTCGGGAGGGCGTTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGCTGGATCANNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCATGGCTCAGAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTT 
GCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTAC 
GGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGTTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGT 
CTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATG 
CCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAA 
GCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGG 
AACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA 
TGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAANNTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCC 
TTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCA 
CGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTAC 
AATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATC 
GCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTA 
ACCTTCGGGAGGGCGCTTCGCACGGTGTNNNNGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGGTGCTTGCACCTCTTGAGAGCGGCGGACGGGTGAGTAA 
TACCTAGGAATCTGCCTGNNNGTGGGGGATNNCGTTCGGAAACGGACGCTAATACCGCATNCGTCCTACGGGAGAANGCAGGGGACCTTCGGGCCTTGCGCTATC 
AGATGAGCCTAGGTCGGATTAGCTAGTNGGTGAGGTAATGGCTCACCAAGGCAACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACAC 
GGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCA 
CTTTAAGTTGGGAGGAAGGGCATTAACCTAATACGTTAGTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAG 
GGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTG 
GCAAGCTAGAGTATGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACTACCTGGACTGATAC 
TGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGAACCTTGAGTTCTTAGTG 
GCGCANNTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTAATGGTGGGCACTCTAAGGAGACTGCCGGTGACA 
AACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGTGG 
AGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGA 
ACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCGTAGCAATACGGAGAGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACAC 
AGGGAAACTTGTGCTAATACCGAATAAGCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTTGTTGGTGAGGTAACGGCTCACNAAG 


GCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCG 
CAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCCCCGGCTAA 
CTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTCTTTAAGTCAGAGGTGAAAGCCTGG 
AGCTCAACTCCAGAACTGCCTTTGATACTGAGGATCTCGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACC 
AGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATG 
CCAGCCGTTGGAAAGTTTACTTTTCAGTGGCGCAGTTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAAGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTGACATGTCCAGGACCGGTCGCAGAGATGTGACCTTCTCTTCGGA 
GCCTGGAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACCATTTAGT 
TGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGC TACACACGTGCTACAATGGCG 
GTGACAATGGGATGCAAAGGCGCGAGCCCTAGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGACTCTGCAACTCGAGTCCATGAAGTTGGAATCGCTAGTAA 
TCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCTGAAGACGGTGCGCTAACCCGCAAG 
GAGGCAGCCGGCCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNTGATCATGGCTCNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGCAATCCTGGTGG 
CGAGTGGCGAACGGGTGAGTAAAGTATCGGAACGTGCCCAGTCGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATACGATCTATGGATGAAAGCGGGG 
GATCGCAAGACCTCGCGCGATTGGAGCGGCCGATATCAGATTAGGTAGTTGGTGGGGTAAAGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATG 
AAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAGGTTTGGCCTAATAAGCTGAGCTCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGTAAGACAGATGTGAAATCCCCGGGCTCAAC 
CTGGGAACTGCATTAGTGACTGCATAGCTGGAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGA 
AGGCAATCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGNNNT 
TGGGTCTTCACTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGTACGGAAGTTACCAGAGATGGTTTCGTGCTCGAAAGAGAACCGTAA 
CACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCNTTAGTTGCTACGAAAGGGCACTCTAAT 
GAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTGGTACAGAGGGTTG 
CCAACCCGCGAGGGGGAGCTAATCCCATAAAACCAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAA 
TGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCA 
CGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNTTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCANNNNCTTCGGGAGGCTGGCGAGCGGCGGACGGGTGAGTAACGCATGGGAA 
CTTACCCAGTAGTGGGGGATAGCCCGGGGAAACCCGGATTAATACCGCATACGCCCTGAGGGGGAAAGCGGGCTCCGGTCGCGCTATTGGATGGGCCCATGTCGG 
ATTAGTTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGCAGGGAGGAA 
AAGCTGATCGTTAATACCGGTCAGTGTTGACGTTACCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCG 
GAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTTGGTAAGCGAGTTGTGAAAGCCCCGGGCTCAACCTGGGAATGGCAATTCGAACTGCCAAGCTAGAATGCAGC 
AGAGGGCAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGACTGCCTGGGCTGACATTGACGCTGAGGTGCGAA 
AGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGAGAACTAGTCGTTGGGGCTATTAGAGCCTTAGTGACGCAGCTAACGCGATA 
AGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGA 
ACCTTACCTGGTCTTGACATCCTGCGAACTTGGTAGAGATACCTTGGTGGCTTCGGGAGCGCAGTGACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGTCCGGCCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ATGACGTCAGGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGGGCGCACAGAGGGCAGCAAGCGCGCGAGTGCAAGCGAATCCCTTAAAACG 
CCTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGCGGTTAGTTTAACCTTCGGGAGAACGATCGCCACGGTGTGGTTCACGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCATGGCTCAGAATGA 
ACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAAGGCTTTGGCCTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTCAGGTTCGGAATAACAG 
CGAGAAATTGCTGCTAATACCGGATGATATCGCGAGATCAAAGATTTATCGCCTGAGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGTGGTAAAGGCGCACCAA 
GGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGC 
GAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTN 
ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCTG 
GAGCTCAACTCCTGAATTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACAC 
CAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATA 
ACTAGCTGTCGGGGCTCTTAGAGCTTCGGTGGCGCACGTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGG 
CCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGTCCGGACGATTTCGGGAGACCGATCTCNNNNTCGGG 
GACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCATCATTCAGT 
TGGGCACTCTAAGGAAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGG 
TGACAGTGGGCAGCAATCTCGCAAGGGTGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCCGTAGTAAT 
CGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCGAAGGCAGTGCGCTAACCGCAAGGA 
GGCAGCTGACCACGGTGGGTTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAACTAGCTTGCTAGTTGCTGA 
CGAGCGGCGGACGGGTGAGTAACGNNNNGGAATCTGCCTGGTAGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATACGCCTTCGGGGGAAAGTAGGGG 
ATCTTCGGACCTTACGCTATCAGATGAGCCCGCGTCGGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGATGATCCGTAGCTGGTCTGAGAGGATGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGA 
AGGCCTTCGGGTTGTAAAGCACTTTCAGATGTGAGGAAAGGTGTGTGGTTAATACCCGCATACTGTGACGTTAACATCAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGTGGTTTGGTCAGTCAGATGTGAAAGCCCCGGGCTCAACC 
TGGGAACTGCACCTGATACTGCCAGACTAGAGTACGGTAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAA 
GGCGACTGCCTGGACCGATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTT 
GGGGGACTTGATCCTTTAGTGGCGCAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTACTCTTGACATCCTGCGAACTTGCTAGAGATAGCTTGGTGCCTTCGGGAACGCAGTGA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCACTTCGGGTGGGAACTC 
TAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGG 
GCCGCGAACTCGCGAGGGTAAGCAAATCTCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATC 
AGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTT 
ACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCNTAGGGGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNTTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCATAGGAGCTTGCTCCTGATGGCGAGTGGCGAACGGGTGAGTAAT 
ATATCGGAACGTGCCCTAGAGTGGGGGATAACTAGTCGAAAGACTAGCTAATACCGCATACGATCTACGGATGAAAGTGGGGGATCGCAAGACCTCATGCTCCTG 


GAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCAACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTC 
TTTTGTCAGGGAAGAAACGGTAGTAGCGAATAACTATTACTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGAGACTGC 
ACGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAACACT 
GACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAAC 
GCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTC 
GATGCAACGCGAAAAACCTTACCTACCCTTGACATGGATGGAATCCCGAAGAGATTTGGGAGTGC TCGAAAGAGAACCATCACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGA 
GGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGAGCTAAT 
CCCAGAAAGTGTATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGG 
GTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTGGGTAGCCTAACCGCAAGGAGGGCGCTCACCACGGTAGGATTCGTGACTGGGGTG 
AAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGATGA 
ACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATGGATTAAGAGCTTGCTCTTATGAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCCA 
TAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAATATTTTGAACTGCATAGTTCGAAATTGAAAGGCGGCTTCGGCTGTCACTTATGGATGGACC 
CGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTA 
GGGAAGAACAAGTGCTAGTTGAATAAGCTGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAG 
CGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTT 
GAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTG 
AGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGAAGT 
TAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGC 
AACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGAAAACTCTAGAGATAGAGCTTCTCCTTCGGGAGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGAGCTGCAAGACCGCGAGGTGGAGCTAATCT 
CATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTATGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTC 
AGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACAGATGGGAGCTTGCTCCCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCT 
GCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATGCTTGTTTGAACCGCATGGTTCAAACATAAAAGGTGGCTTCGGCTACCACTTACAGAT 
GGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGT 
TGTTAGGGAAGAACAAGTGCCGTTCAAATAGGGCGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTG 
GCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGG 
AACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGA 
CGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCT 
GCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAATCCTAGAGATAGGACGTCCCCTTCGGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACC 
GGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACAGAACAAAGGGCAGCGAAACCGCGAGGTTAAGCC 
AATCCCACAAATCTGTTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGG 
GGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGG 
CTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATCTTGAGGTGCTTGCACCTCTTGGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAA 
CCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAATCCTTTTCCTCTCATGAGGGAAAGTTGAAAGTCGGTTTACGCTGACACTTACA 
GATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTC 
TGTTGTTAGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
TGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGG 
GGGACTTGAGTACAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTAACT 
GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTG 
CTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACACTCCTAGAGATAGGACTTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACA 
AACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCAAGACCGCGAGGTTT 
AGCCAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCGTAAGGAGCCAGCCGCCTAAGGTGGGACAGATGAT 
TGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGC TGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCT 
GGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGTGAAACCTCTTGATCCCTTCGGGGTGANGGAGGTGGATCGAGCGGCGGACGGGTG 
AGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACCCCGGGAAACCGGAGCTAATACCAGATAATCANCGACACCACATGGTGTCGATGTAAAAGATGGTT 
CTGCCATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGCGATGAAGGTCTT 
CGGATCGTAAAGCTCTGTTGTCAGAGAAGAACACGTGATAGAGGAAATGCTATCACCTTGACGGTATCTGACCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGG 
GTCATTGGAAACTGGGGAGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAAGCGGCT 
CTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGAGGGG 
CCACCCTTCAGTGCTGACGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAG 
CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGANCACCCTAGAGATAGGGCTTTCCCCTTCGGGGGACAGAGTGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGTGGTACAAAGGGCAGCGA 
AACCGCGAGGTCGAGCGAATCCCATAAAGCCACTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAACCAGCCGCCGAAGG 
TGGGACAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 


NNNNNNNNTCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACAGATGGGAGCTTGCTCCCTGATGTTAGCGGCGGACGGGTGAG 
TAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATGCTTGTTTGAACCGCATGGTTCAAACATAAAAGGTGGCTTC 
GGCTACCACTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACT 
GGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTC 
GGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGG 
GTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACT 
CTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGT 
TTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAATCCTAGAGATAGGACGTCCCCTTCGGGGGCAGAGTGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACAGAACAAAGGGCAGCAA 
AACCGCGAGGTTAAGCCAATCCCACAAATCTGTTCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGC 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTATGGAGCCAGCCGCCGAAG 
GTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCGAGCTGAAGCCCTTCGGGGCGGACGCTCGTGGAACGAGCGGCGGACGG 
GTGAGTAACACGTGGGCAACCTACCTGTAAGACCGGAATAACCCCGGGAAACCGGGGCTAATGCCGGGTAACCGTTCGGTTCTCCTGAACCGAACGTAAAAGGAT 
GGCTTCTTGCTATCGCTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAA 
GGCTTTCGGGTCGTAAAGTTCTGTTGTGAGGGAAGAACAAGGATCGTGCGAACAGAGCGGTCCCTTGACGGTACCTCACGAGGAAGCCCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCACGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCGTGGCTCAACC 
ACGGAGGGCCATTGGAAACTGGGGAACTTGAGAACTGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAA 
GGCGACTCTCTGGTCGGTTTCTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTT 
AGGGGGCTTCCACCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTGGCTACTTCTAGAGATAGAAGGTTCCCTTCGGGGACCAAGTG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTTAGTTGCCAGCATTCAGTTGGGCACTC 
TAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGGACAAACG 
GAAGCGAACCCGTGAGGGGTAGCCAATCCGAGAAACCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCAGATC 
AGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGCCGGTGAGGTAACCTTTTTGGAGCCAGCC 
GTCGAAGGTGGGGCCAATTATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTGATTAGAAGCTTGCTTCTATGACGTTAGCGGCGGACGGGTGAGTAA 
CACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGAGCTAATACCGGATAACATTTTCTCTTGCATAAGAGAAAATTGAAAGATGGTTTCGGC 
TATCACTTACAGATGGGCCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGG 
TCGTAAAACTCTGTTGTTAGGGAAGAACAAGTACAAGAGTAACTGCTTGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCA 
TTGGAAACTGGGGAACTTGAGTGCAGAAGAGAAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTTT 
GGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCC 
GCCCTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAACTCTAGAGATAGAGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCAAGA 
CCGCGAGGTCAAGCCAATCCCATAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTATGGAGCCAGCCGCCTAAGGT 
GGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATCTTTGGGAGCTTGCTCCCAAAGGTTAGCGGCGGACGGGTGAGTAACACGTGGATAA 
CCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATATGATTTTAGTTCGCATGAACTGAAATGGAAAGGTGGCTTTTAGCTACCACTTAC 
AGATGGATCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCT 
CTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACT 
GGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAA 
CTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAG 
TGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTCGCTACCTCTAGAGATAGAGGGTTCCCCTTCGGGGGACGAAGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGA 
CAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATAGAACAAAGGGCAGCAAAGTCGCGAGGC 
TAAGCCAATCCCATAAATCTATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATG 
ATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGC 
GTGCCTAATACATGCAAGTCGAGCGGACAGATGGGAGCTTGCTCCCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATA 
ACTCCGGGAAACCGGGGCTAATACCGGATGCTTGTTTGAACCGCATGGTTCAAACATAAAAGGTGGCTTCGGCTACCACTTACAGATGGACCCGCGGCGCATTAG 
CTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGT 
GCCGTTCAAATAGGGCGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGGGCTCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAG 
GAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGCGAAAGCG 
TGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGC 
ACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACC 
TTACCAGGTCTTGACATCCTCTGACACCCCTAGAGATAGGGCTTCCCCTTCGGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACAGAACAAAGGGCAGCGAGACCGCGAGGTTAAGCCAATCCCACAAATCTGTTC 
TCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 


CCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTATGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGG 
TAGCCGTATCGGAAGGTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAACA 
CATGCAAGTCGAACGGGGTCTGTGGGGGGTTTTTAACTTTCCTGCGGACTTAGTGGCGGACGGGTGAGTAACACGTGGATAACCTACCTGTAAGACCGGGATAAC 
AGCGGGAAACTGCTGCTAATACCGGATAGACTAATCCTGGGGCATCCTGGGGTTAGGAAAGGGGTTGAACCGCTTACAGATGGGTCCGCGGCCCATTAGCTAGCT 
GGTGGGGTAACGGCCTACCAGGGCGACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATCTTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGTGAAGAAGGCCTTTGGGTCGTAAAGCCCTGTTGTACGGGACGAAGGGAGTGACGG 
TACCGTACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCTCGTAGGCGGTC 
ATTCGAGTCATCTGTGAAAGCCGACGGCTCAACCGGAGGACTGCAGGTGATACTGGATGACTTGAGGGGAGGAGAGGAAGGTGGAATTCCCGGTGTAGCGGTGAA 
ATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCTTCTGGCCTCTACCTGACGC TGAGGAGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGG 
TAGTCCTGGCCGTAAACGATGGGCACTAGGTGTGGGTGGTGTGAAGCCATCCGTGCCGGAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGTT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACATCTCTGCGGACCTG 
GTGGAAACACTGGGGTGCCCCGAGAGGGGAGCGTGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCCTACCCTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAAGGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTAT 
GTCCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTAGCGAACCCGTGAGGGGGAGCCAATCCCAAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAA 
CTCGCCTGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCCGGC 
AACACCCGAAGCCGGTGGCCTAACCCCGGAAGGGGAGGGAGCCGTCGAAGGTGGGGCTGGTGATTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNAATGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAAGCCTTCGGGCTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTG 
CCCTTGGGTTCGGAATAACAGCGAGAAATTGCTGCTAATACCGGATGATGACGTAAGTCCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAGGATTAGCTAGTT 
GGTGAGGTAAAGGCTCACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTAC 
CGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTG 
TAAGTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAATTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATT 
CGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGATAACTAGCTGTCGGGGCTCTTAGAGCTTCGGTGGCGCACTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAA 
CTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGTCCGGACGATTTCCAG 
AGATGGATCTCTTCCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCG 
TCTTTAGTTGCCATCATTTAGTTGGGCACTCTAAAGAAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGC 
TACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAATCCCGCAAGGGTGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCA 
TGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAGTTTCCTTCGGGAAACGGATTACCGCCGGACG 
GGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATAGCCTCCCGAAAGGGAGAT TAATACCGCATAACATTGCAGTTTCGCATGAAACAGCAATTAAAGG 
AGCAATCCGCTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACAT 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTT 
CGGATTGTAAAGCTCTGTCTTTGGGACGATAATGACGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTG 
TCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTG 
CAGGAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCT 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATAAATACTAGGTGTAGGGGTTTAAACACCTCTGTGCCGCCCTAACGCAT 
TAAGTATCCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCTAGACTTGACATCCTCTGCATTACCCTTAATCGGGGAAGTTCTTCGGGAACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCGAGACTGCCTGGGTTAACCAGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAGAGAGATGCAATACCGCGAGGTGGAGCTAAACTTCAAAACTC 
GTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACGCGTAAGCAGGGGCAGCCACCTAAGGTAGGGTTCAGCCATTTGGCCTGAAGTGC 
GTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCC 
TAACACATGCAAGTCGAGCGATGAAGTTTCTTCGGGAAACGGATTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTTGTAGAGGGAAATAGCCTTCCG 
AAAGGAAGATTAATACCGCATAATATTGTACCTTCGCATGAAGGAACAATTAAAGGAGCAATCCGCTACAAGATGGACCCGCGGCGCATTAGCTAGTTGGTAAGG 
TAATGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTCTTTGGGACGATAATGACGTACCCAAGAAGG 
AAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAAGTGGGA 
TGTGAAATACTCGGGCTCAACCTGAGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGAT 
TAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGAATACTAGGTGTAGGGGTTTAAACACCTCTGTGCCGCCCTAACGCATTAAGTATTCCGCCTGGGAGTACGGTCGCAAGATTAAAACTCAAAGAAAT 
TGACGGGGGCCCGCACAAGTAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTTCTGCATTACCCTTAATCGGGGAAGT 
TCTTCGGGAACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTAC 
CATTAAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTAC 
AATGGCAAGTACAGAGAGATGCAATACCGTGAGTGGAGCTAAACTTCAAAACTTGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTAC 
TAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACG 
CGTAAGCAGGGGCAGCCACCTAAGGTAGGGTCAGCCATTTGGGTGAAGTCGTTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAGTTTCCTTCGGGAAACGGATTAGCGGCGG 
ACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATAGCCTCCCGAAAGGGAGATTAATACCGCATAACATTGCAGTTTCGCATGAAACAGCAATTAA 
AGGAGCAATCCGCTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCA 
CATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT 
CTTCGGATTGTAAAGCTCTGTCTTTGGGCACGATAATGACGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGCCGAAC 
GTTGTCCGGATTTACTGGCCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTCCAAACTGGGAATCTAG 
AGTGCAGGAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGAT TAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGA 
GGCTCGAAACGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTTCAACACCTCTGTGCCGCCCTAACG 
CATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCTAGACTTGACATCCTCTGCATTACCCTTAATCGGGGAAGTTCCTTCGGGAACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCGAGACTGCCTGGGTTAACCAGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAGAGAGATGCAATACCGCGAGGTGGAGCTAAACTTCAAA 
ACTTGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACGCGTAAGCAGGCAGCTACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGT 
AACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAA 


GTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGGATAACCCTCGGAAACGGGGGCTAATA 
CCGAATACGACACAGCTTCGCATGAGGTCTGTGTGGAAAGTTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGC 
GACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGC 
CAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAATGTGAAAACC 
CGAGGCTCAACTTCGGGCTTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAC 
ACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGG 
GCGCTAGGTGTGGGGACCCTCTCCGGGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACGGAAATCCTCCAGAGATGGGGGGTCCTTC 
GGGGTCGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTA 
TGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGG 
CCGGTACAAAGGGCTGCGAGACCGTGAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCG 
TAAGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAAC 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGAAGTAGCTTGCTACTTCGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAAGTTGCCCAG 
TAGAGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAACCTCTTCGGAGCAAAGCGGGGGACCTTCGGGCCTCGCGCTACTGGATACGCCTATGTGGGAT 
TAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTTGTGAGGAAGG 
TTTCGTAGTTAATAACTGCGTTGCTTGACGTTAGCAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGA 
ATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAAGGTCATTTGAAACTGGCAAACTAGAGTACTGTAG 
AGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAG 
TAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAAC 
CTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGA 
CGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCAAGCTAGCGATAGTGAGCGAATCCCAAAAAGTGC 
GTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTAGGTAGTTTAACCTTCGGGAGGACGCTTACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAA 
GGTAGCCCTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCG 
AACGATGAAGCTGGAGCTTGCTCTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCCACTCTGGGATAAGCGCTGGAAACGGCGTCTAA 
TACCGGATATGAATNTCCACCGCATGGTGGGGGTTGGAAAGAATTTCGGTGGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGC 
GACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCC 
CGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAAC 
ACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGG 
GAACTAGATGTAGGGTCCATTCCACGGATTCTGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGTCCAGAGATGGTCGCCCCGTA 
AGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAA 
TGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGG 
CCAGTACAATGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCTGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGACGCCGGTGGCCTAACCCC 
TTGTGGGAGGGAGCCGTCTAAGGTGGGATTGGTAATTAGGACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGG 
CGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTGGAGCTTGCTCTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCCACTCTGG 
GATAAGCGCTGGAAACGGCGTCTAATACCGGATATGAATCTCCACCGCATGGTGGGGGTTGGAAAGAATTTCGGTGGGGGATGGACTCGCGGCCTATCAGCTTGT 
TGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGA 
CGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCG 
GTTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGT 
GGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGC GAAAGGGTGGGGAGCAAACAGGCTTAGATACCC 
TGGTAGTCCACCCCGTAAACGTTGGGAACTAGATGTAGGGTCCATTCCACGGATTCTGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGA 
AACGTCCAGAGATGGTCGCCCCGTAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTTCACGCATGCTACAATGGCCAGTACAATGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCTGGTCCCAGTTCGGATTGAGGTCTGCAACTC 
GACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAA 
CACCCGACGCCGGTGGCCTAACCCGCAAGGGAGGGAGCCGTCTAAGGTGGGATTGGTAATTAGGACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTGGAGCTTGCTCTGGTGGATTAGTGGCGAACGGGTGAGTAACACG 
TGAGTAACCTGCCCTTCACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACCGGATATGAGTCCCTGCCGCATGGTGGGGGTTGGAAAGAATTTCGGTGAAGGA 
TGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGA 
GATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTG 
GGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGATGTAGGGTCCATTCCACGGATTCTGTGTCGCAGCTAACGCATTAAGTT 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCT 
TACCAAGGCTTGACATATACCGGAAACGTCCAGAGATGGTCGCCCCGTAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACG 
TCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCAGTACAATGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCTGGTCCC 
AGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCAAGTCATGAAAGTCGGTAACACCCGACGCCGGTGGCCTAACCCGTTAGGGAGGGAGCCGTCTAAGGTGGGATTGGTAATTAGGACTNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACGAAGAGCTTGCTCTTCTGATCAG 
TGGCGAACGGGTGAGTAACACGTGAGCAACCTACCCTTGACACTGGGATAACAGTTGGAAACAGCTGCTAATACCGGATATGAACCTCACAGGCATCTGAGAGGT 


TGGAAAGCTCCGACGGTCAAGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGG 
CCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGCGGGATGAC 
GGCCTTCGGGTTGTAAACCGCTTTCAGCGAGGGACGAAACTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTG 
CGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGAAGTGAAAACTCGGGGCTCAACCCCGAGCCTGCTTTCGATACGGGCAG 
ACTTGAGGAATGTAGGGGAGAACGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGGTTAATTGAACATTAACTGAC 
GNTGAGGAGCGAAAGCGTGGGGAGCAAACAGGNTTAGATACCGTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGTGCC 
GTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTCATTAATTC 
GATGCAACGCGAAGAACCTTACCTAGGTTTGACATATACCGGAAACATCTGGAGACAGGTGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCGGGTAATGCCGGGAACTCATAGGAGACTGCCGGGGTCAACTCG 
GAGGAAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTAAGTCTAGGGCTTGAAACATGCTACAATGGCTGGTACAAAGGGCTGCAATACCGCAAGGTGGAGCGA 
ATCCCATAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGNCCAACCCTTGTGGAGGGAGCCGTCNAANGTGGGACCGGTAATTAG 
GACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGC 
AAGTCGAACGATGAAGCCTTAGCTTGCTTTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACGTGCCCAGAACTCTGGAATAACCGCCGGAAACGGT 
GGCTAATACTGGATAGGTGCCAAGGCCGCATGGTCTTTGGTTGGAAAGATTTTTCGGTTCTGGATCGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCT 
ACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGCAACTGCATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAG 
CACCGGCTAACTACGTGCCAGCANCCGCGGTAATACGTAGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTG 
AAATTCCGAGGGCTCAACCTCGGGCGTGCAGTGGGTACGGGCAGACTTGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAG 
GAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAA 
ACGTTGGGCGCTAGATGTGGGGACCATTCCACGGTTTCTGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGGCCAGAGATGGTCG 
CCCCCTTTTGGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCTCGTCCTATGTTGCC 
AGCACGTTATGGTGGGAACTCCATGGGATACTGCCGTGGTCAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCAT 
GCTACAATGGCCGGTACAATGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAGAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCG 
GAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTG 
GCCTAACCTTTTGGGGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGTTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGTTGGAAGAG 
TGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGAACTCTGGGATAAGCACTGGAAACGGTGTCTAATACTGGATACGACCTATCACCGCATGGTTGTGGG 
TGGAAAGATTTATCGGTTTTGGATGGACTCGCGGCCTATCAGCTAGATGGTGAGGTAATGGCTCACCATGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGAC 
TGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAGAGTGACGGTACCTCCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCTGCTGTGAAATCCCGGGGCTCAACCCCGGGCCTGCAGTGGGTACGG 
GCAAGCTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGCTAC 
TGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGGTTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAGATGTAGGGCCTGTTCCACGGGTTCTG 
TGTCGTAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATAACCGAGAACGGGCGAGAGATCGTCAACTCTTTGGACACTCGGTTACAGGTGGTGCATGGTTGTCG 
TCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGAACTCATGGGATACTGCCGTGGTC 
AACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGATACAAAGGGCTGCGATACCGCGAGGTG 
GAGCGAATCCCAAAAAGTCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAGTCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGACTGGT 
GATTAGGACTAAGTCGTAACAACGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGAC 
GAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGGAGCTTGCTCTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACGTGCCCA 
AGACTCTGGAATAACTTCGGGAAACCGGAGCTAATACTGGATACGAGACGTAAAGGCATCTTTAGCGTCTGGAAAGAATTTCGGTCTTGGATCGGCTCACGGCCT 
ATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAG 
CGAGANTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGNAATTATTGGGCGTAAANAGC 
TCGTAGGCGGTTTGTCGCGTCTGCTNTGAAAACCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGATTGGAATTCCTGG 
TGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGATCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACA 
TATACCGGAAACGGCCAGAGATGGTCGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGTCCTATGTTGCCAGCACGTTATGGTGGGAACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCTTGGGCTTCACGCATGCTACAATGGCAGGTACAGAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCTGTCTCAGTTCGGATTGGGGT 
CTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAA 
AGTCGGTAACACCCGAAGCCGGTGGCCTAACCTTTTGGAGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGACGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGAGCGGGGAGATTGGGGAGCTTG 
CTCTCTGGTCTCCTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCGGCAGTGGGGGATAACCCTGGGAAACTGGGGCTAATACCGCATACGGTCTGCA 
TCCCGCATGGGGTGTGGAAGAAAGGCCGTCGTGAGGCGGTCGCTGCCGGAGGGGCCCGCGGCCCATCAGCTCGTTGGTGGGGTAACGGCCCACCAAGGCGACGAC 
GGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTCGGGAATCTTGCGCAATGGGCGAAAGCCTG 
ACGCAGCGACGCCGCGTGGGGGAGGAAGCCCTTCGGGGTGTAAACCCCTGTCGTCCGGGACGAAGGTGGGGGGTTGAAAGGCCCTCTGCTGACGGTACCGGAGGA 
GGAAGCCCCGGCTAACTACNTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCTGGCAAGTCG 
GATGTGAAAGGTCCCGGCTCAACCGGGGAGGTGCATTCGAAACTGCCGGGCTTGAGGGCAGGAGAGGGCAGCGGAATTCCCGGTGGAGCGGTGAAATGCGTAGAG 
ATCGGGAGGAACACCAGTGGCGAAGGCGGCTGCCTGGCCTGGCCCTGACGCTGAGGCGCGACAGCGTGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCACGC 
CGTAAACGATGGGTGCTAGGTGTGGGAGGTATCGACCCCTTCCGTGCCGGAGCTAACGCACTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGGCTTGACATCACCGCGAACCTGGCCGAAAGG 
CTGGGGTGCCCTTCGGGGAGCGCGGTGACAGGTGCTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGCCCT 
GTGTTGCCAGCGGTACGGCCGGGCACTCACAGGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGGCCCTTATGCCCAGGGCTAC 
ACACGTGCTACAATGGCCGGTACAACGGGTTGCGAACCCGCGAGGGGGAGCCAATCCCTAAAAGCCGGTCTCAGTTCCGGATCGCAGGCTGCAACTCGCCTGCGT 
GAAGCCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGCCGGCAACACCCGAAG 
CCGGTGGCCCAACCCGTAAGGGAGGGAGCCGTCGAAGGTGGGGCCGGTGACTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAACGGGTGAGTAAC 
ACGTGGGTGATCTGCCTCGTACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATATGACCTTCCCTCGCATGGGGGTTGGTGGAAACTTTTTGGGTACG 


AGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT 
CTTTCACCAGGGACGAAGAGAAATTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAA 
TTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTTCGTGAAATCTTGATGCTTAACATCAAGCGTGCGGGCGATACGGGCAGACTTGAGTACTACAGG 
GGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGC 
GTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTCCCTTTTCACGGGATCCGTGCCGTAGCTAACGCATTAA 
GTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAA 
CCTTACCTGGGTTTGACATACACCAGAAAGCTGTAGAGATACAGCCCCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCACGTAATGGTGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGG 
TCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTCGGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAAC 
AAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATA 
CATGCAAGTCGAGCGAACAGATGAGAAGCTTGCTTCTCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGGATAACTCCGGG 
AAACCGGGGCTAATACCTGATAATATTTTGAACCGCATGGTTCAATAGTGAAAGACGGCTTCGGCTGTCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGG 
TAAGGTAATGGCTTACCAAGGCAACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAG 
GGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTAGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAATTTGTTAGT 
AACTGAACAAGTCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCG 
TAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGTCCACGGCTCAACCGTGGAAGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGA 
ATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCT 
GGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAAT 
CTTGACATCCTTTGATCGCTCTAGAGATAGAGTTTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAA 
TCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGATAATACAAAGGGCAGCGAAACCGCGAGGTCAAGCAAATCCCATAAAATTATTCTCAGTTC 
GGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCA 
CACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTTATTAGGAGCTAGCCGTCGAAGGTGGGACAGATGATTGGGGTNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATAAGGAG 
CTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAAGATTT 
TGAACCGCATGGTTCAATAGTGAAAGACGGCCTTGCTGTCACTTATAGATGGATCCGCGCCGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATA 
CGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGA 
CGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATCAGGGAAGAACAAACGTGTAAGTAACTGTGCACGTCTTGACGGTACCTGATC 
AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTC 
TGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGA 
GATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCA 
AAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTTTGACCGCTCTAGAGATA 
GAGTTTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCT 
TAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACA 
CACGTGCTACAATGGACAATACAAAGGGCAGCTAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGA 
AGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCC 
GGTGGAGTAACCATTTATGGAGCTAGCCGTCGAAGGTGGGACAAATGATTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATAAGGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGT 
GAGTAACACGTGGGTAACCTACCTATAAGACTGGGACAACTTCGGGAAACCGGAGCTAATACCGGATAATATGTTGAACCGCATGGTTCAATAGTGAAAGATGGT 
TTTGCTATCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCT 
TAGGATCGTAAAACTCTGTTATTAGGGAAGAACAAACGTGTAAGTAACTGTGCACGTCTTGACGGTACCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAG 
GGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGAC 
TTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGG 
TTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTTTGACCGCTCTAGAGATAGAGTCTTCCCCTTCGGGGGACAAAGTGACAG 
GTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATTTAGTTGGGCACTCTAAG 
TTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAG 
CGAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCA 
TGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTGGAGCTAGCCGTCGA 
AGGTGGGACAAATGATTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGC 
GGCGTGCCTAATACATGCAAGTCGAGCGAACAGATAAGGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTG 
GAATAACTTCGGGAAACCGAAGCTAATGCCGGATAACATGTAGAACCGCATGGTTCTACAGTGAAAGATGGCCTTGCTATCACTTATAGATGGACCCGCGCCGTA 
TTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAGCTCTGTTATTAGGGAAGAAC 
AAGTGCGTAAGTAACTGTGCGCACCTTGACGGTACCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGG 
AATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAA 
GAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAA 
GCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTA 
AGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGA 
ACCTTACCAAATCTTGACATCCTTTGACCACTCTAGAGACAGAGCTTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGATTTGGGC TACACACGTGCTACAATGGACAATACAAAGGGCAGCTAAACCGCGAGGTCATGCAAATCCCATAAAGT 
TGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACA 
CACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTATGGAGCTAGCCGTCGAAGGTGGGACAAATGATTGGGGTNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGTATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAC 
AGATAAGGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCTATAAGACTGGAATAACTCCGGGAAACCGGGGCTAATGCCG 


GATAACATGTTGAACCGCATGGTTCTACAGTGAAAGACGGTCTTGCTGTCACTTATAGATGGACCCGCGCCGTATTAGCTAGTTGGTGGGGTAACGGCCTACCAA 
GGCGACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGC 
GAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAATGTGTAAGTAACTGTGCACATCTTGACG 
GTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGT 
TTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGA 
AATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGA 
CTGAAAC TCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTTTGACAAC 
TCTAGAGATAGAGCTTTCCTCTTCGGAGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTGAACTTAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGAT 
TTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCGAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTC 
GACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAAC 
ACCCGAAGCCGGTGGAGTAACCATTTTGGAGCTAGCCGTCGAAGGTGGGACAAATGATTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGACGAGGAGCTTGCTCCTCTGACGTTAGCGG 
CGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAACATGTTGAACCGCATGGTTCAACAGTG 
AAAGACGGTCTTGCTGTCACTTATAGATGGATCCGCGCCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGA 
TCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGA 
AGAAGGTCTTCGGATCGTAAAACTCTGTTATTAGGGAAGAACAAATGTGTAAGTAACTATGCACGTCTTGACGGTACCTAATCAGAAAGCCACGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCA 
ACCGTGGAGGGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGC 
GAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGT 
GTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTCTGACCCCTCTAGAGATAGAGTTTTCCCCTTCGGGGGACA 
GAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATTAAGTTGGG 
CACTCTAAGTTGAC TGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATAC 
AAAGGGCAGCGAAACCGCGAGGTCAAGCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGT 
AGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCTTTTGGAGCT 
AGCCGTCGAAGGTGGGACAAATGATTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATG 
AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACAGATAAGGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCT 
ATAAGACTGGAATAACTCCGGGAAACCGGGGCTAATGCCGGATAACATTTAGAACCGCATGGTTCTAAAGTGAAAGATGGTTTTGCTATCACTTATAGATGGACC 
CGCGCCGTATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCAACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGAC 
TCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGGTTTCGGCTCGTAAAACTCTGTTATTA 
GGGAAGAACAAACGTGTAAGTAACTGTGCACGTCTTGACGGTACCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGC 
GTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTG 
AGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGA 
TGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCT 
AACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 
ACGCGAAGAACCTTACCAAATCTTGACATCCTTTGACCACTCTAGAGATAGAGTTTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAAACTTAGTTGCCAGCATTTAGTTGGGCACTCTAGGTTGACTGCCGGTGACAAACCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCTAAACCGCGAGGTCATGCAAATC 
CCATAAAGTTGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGG 
TCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTATGGAGCTAGCCGTCGAAGGTGGGACAAATGATTGGGGT 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCTTACACATGCAAGTCGAACGGCATCGCGGGAAAGC 
TTGCTTTCCTGGCGGCGAGTGGCGAACGGGTGAGTAACACATCGGAACGTACCGGCTAGTGGGGGATAACCCGTCGAAAGACGGCTAATACCGCATACGCTCTTA 
GGAGGAAAGCAGGGGACCTTTGGGCCTTGCGCTANCGAGCGGCCGATGTCCGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCGGGTC 
TGAGAGGACGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCAATGC 
CGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTCGGCAGGGAAGAAATCGGCGGGGCGAATAACCCTGCTGGATGACGGTACCTGCAGAAGAAGCACCG 
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGCAGGCGGCCCGTTAAGACAGGTGTGAAAT 
CCCTGGGCTCAACCTAGGAATTGCGCTTGTGACTGGCGGGCTCGAGTACGGTAGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGA 
ACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT 
GGGTACTAGCCGTTTGGTGCGCGATAGCGCTGAGTGGCGAANTAACGCGTGAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGACCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATGCCCCGAACCTGGGAGAGATCCTGGGGTGCCCGA 
AAGGGAACGGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCATTAGTTGCCAGCGG 
CTTGGCCGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAA 
TGGCGCGTACAGAGGGTTGCGAAGCGCGAGGCGGAGCCAATCCCAGAAAGCGCGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCT 
AGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGTGCACCAGAAGTCGGTAGCCTAACCG 
CAAGGAGGCGCCGCCCACGGTGTGCTCCATGACTGGGGTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATG 
GCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGACGGGAGCTTGCTCCTTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATC 
TGCCTGGTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAG 
GTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGG 
AGGAAGGGCAGTAAGCTAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTT 
AATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCGAGCTAGAGT 
ACGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGGT 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAGTGGCGCAGCTAACG 
CATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAGGCCTTGACATGCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAG 
GTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCAC 
AAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTC 
GTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCT 
TAACACATGCAAGTCGAACGGAGTACTTCTCCCGAGACTGAGGAAGCTTGCTTCTGAAGAATCATTTGAAGTACTTAGTGGCGGACGGGTGAGTAACGCGTGGGT 


AACCTGCCTCACACAGGGGGATAACAGTTGGAAACGACTGTTAATACCGCATAAGCGCACAGTATCGCATGATACAGTGTGAAAAACTCCGGTGGTGTGAGATGG 
ACCCGCGTCTGATTAGCTAGTTGGCGAGGTAACGGCCCACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTAAACGGCCACATTGGGACTGAGACACGGCCCA 
AACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGTATTTCGGTACGTAAAACTCTATCA 
GCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGT 
AAAGGGTGCGTAGGTGGCATGGCAAGTCAGATGTGAAATGCCGGGGCTCAACCCCGGAACTGCATTTGAAACTGTCAAGCTAGAGTACAGGAGAGGAAAGCGGAA 
TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGACACTGACACTGAGGCACGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGAGAGCAAAGCTCTTCGGTGCCGCAGCTAACGCATTTAAGTATTCCACCTG 
GGGAGTACGTTCGCAAGAATAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
CTTGACATACCGATGACGTCTCCGTAATGGGAGAGTTCCTTCGGGACATCGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCCTGTTTTCAGTAGCCAGCATTTAGGATGGGCACTCTGGAAAGACTGCCCGGGTCAACCGGGAGGAAGGCGGGGATGACGTCAAAT 
CATCATGCCCCTTACGATCTGGGCTACACACGTGCTACAATGGCGGTCACAAAGGGAAGCAAAACTGTGAGGTCGAGCAAATCCCAAAAAAGCCGTCTCAGTTCG 
GATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAACGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTCGGAAATGCCCGAAGTCGGTGACCTAACCTTTTAGGAAGGAGCCGCCGAAGGCAGGTCTGATAACTGGGGTGAAGTCGTAACAAGGTAACCNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCAGCACAGGAGAGCTT 
GCTCTCTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACG 
GGTGAAAGTGGGGGACCGCAAGGCCTCACGCGATTAGATGAGCCGATGTCCGATTAGCTAGTTGGCGGGGTAATGGCCCACCTAGGCGACGATCGGTAGCTGGTC 
TGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATAC 
CGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCTGTCGGTTAATAACCGGTGGGGATGACGGTACCCAAAGAATAAGCACCG 
GCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGCTGTGAAAG 
CCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGATCACTAGAGTGTGGTAGAGGGATGCGGAATTTCTGGTGTAGCAGTGAAATGCGTAGAGATCAGAAGGA 
ACATCCGTGGCGAAGGCGGCATCCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT 
GCGAACTGGATGTTGGGTGCAACTTGGCACCCAGTATCGAAGNTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCNACGGAACTTNCCAGAGATGGATTGGTGCTT 
CGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTGTCCTTAGTTGCCAGCACGTA 
ATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATG 
GTAGGGACAGAGGGCTGCAAACCCGCGAGGGTGAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCT 
TCGGGAGGGCGCTTGCCACGGTGTGGCCGATGAC TGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCCTAATACATGC 
AAGTAGAACGCTGAAGGAGGAGCTTGCTTCTCTGGATGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTGGTAGCGGGGGATAACTATTGGAAACGAT 
AGCTAATACCGCATAAGAGCAGTTGTTGCATGACAGCTGTTTAAAAGGTGCAATTGCACCACTACCAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAAC 
GGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC 
GGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGAGTGTGAGAGTGGAAAGTTC 
ACGCTGTGACGGTATCTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGA 
GCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTACGCTTTGGAAACTGTTTAACTTGAGTGCAAGAGGGGAGAGTGGAATTCCATGT 
GTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGCTTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGACCCTTTCCGGGGTTTAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTAC 
GACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATC 
CCGATGCCATTTCTAGAGATAGGAAGTTACTTCGGTACATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCCTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGAGTCGCGAGTCGGTGACGGCAAGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGTAGGC 
TGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAGACCTTCGGGTCTAGCGGCGGACGGGTGAGTAACG 
CGTGGGAACGTGCCCTTCTCTACGGAATAGCCCCGGGAAACTGGGAGTAATACCGTATACGCCCTTTGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTG 
GATTAGGTAGTTGGTGGGGTAATGGCCCACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGA 
TAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACG 
TAGGCGGACTGGAAAGTCAGAGGTGAAATCCCAGGGCTCAACCTTGGAACTGCCTTTGAAACTATCAGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGT 
AGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCGGCAAGCATGCTTGTCGGTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTC 
GCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATGGCAG 
GACCGCTGGAGAGATTCAGCTTTCTCGTAAGAGACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGC 
GCAACCCACGTCCCTAGTTGCCAGCAATTCAGTTGGGAACTCTATGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGGCCTT 
ACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTTGGA 
ATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGNTGCGC 
TAACCTTCGGGGGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAGGAGCTTGCCCCC 
TGCTGACGAGCGGCGGACGGGTGAGTAATACTTGGGTATCTGCCCGATAGTGGGGGACAACACGGGGAAACTCGTGCTAATACCGCATACGTCCTACGGGAGAAA 
GCAGGCTTAGGCTTGCGCTATCGGATGAGCCCAAGTCGGATTAGCTAGTTGGTGAGGTAAAGGC TCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATC 
AGACACACCGGGACTGAGAAACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAG 
AAGGCCTTAGGGTTGTAAAGCACTTTCAGTGAGGAGGAAAAGTTAGTGGTTAATACCCACTAGCCGTGACGTTACTCACAGAAGAAGCACCGGCAAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGCCGGTTGTGAAAGCCCTAGGCTCAAC 
CTAGGAACTGCACCCGGAACTGGCAAGCTAGAGTACAGTAGAGGAAGGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACATCAGTGGCGA 
AGGCGGCCTTCTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGT 
TGGAACCCTTGAGGTTTTAGTAACGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTTGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAG 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTATTTGCCAGCGAGTTAAGTCGGGAAC 
TCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTTGGTACAGC 
AGGTTGCTAACCCGCGAGGGGGCGCTAATCCGTCAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGA 
TCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTAGCTAGCTTAACCTTCGGGAGGGCGG 
TTACCACGGTGTGGTTAATGACTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGAACGAACGCTGGCGGCAG 
GCCTAACACATGCAAGTCGAGGGAGAAGCTATCTTCGGATAGTGGAGACCGGCAGACGGGTGAGTAACACGTGGGAACATACCGAGTAGTGGGGGATAACAGTTG 
GAAACGACTGCTAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGCTATTCGATTGGCCCGCGTTAGATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGC 
GACGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGAGGAA 


ACTCTGACGCAGCCATGCCGCGTGAGTGAAGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGACGTGATGATGATGACAGTAGCGTCAAAAGAAGTTCCGGCTAACT 
TCGTGCCAGCAGCCGCGGTAATACGAAGGGAACTAGCGTTGTTCGGATTTACTGGGCGTAAAGAGCATGTAGGCGGATTGGACAGTTGAGGGTGAAATCCCAGAG 
CTCAACTCTGGAACGGCCTTCAATACTTCCAGTCTAGAGTCCGTAAGGGGGTGGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAG 
TGGCGAAGGCGACCACCTGGTACGGTACTGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCT 
AGTTGTCAGGATGTTTACATCTTGGTGACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAATTCTTGACATACCTGTCGCGATTTCCAGAGATGGATTTCTTCAGTTCGGCT 
GGACAGGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCACCCCTAGTTGCCAGCATTTAGT 
TGGGCACTCTATGGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGATTGGGCTACACACGTGCTACAATGGTAA 
CTACAGTGGGCAGCGACGTCGCGAGGCGAAGCAAATCTCCAAAAGTTATCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTCGGAATCGCTAGTAAT 
CGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGACGGTGGGCTAACCTTTTTAA 
GGAGGCAGCCGGCCACGGTAAGGTCAGCGACTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACTCTGGCGGCAG 
GCTTAACACATGCAAGTCGAGCGGTAACAGAGATAGCTTGCTATCTGCTGACGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCCAGTAGTGGGGGACAA 
CAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGCTTCGGCTCTCGCTATTGGATGAGCCTGCGTGAGATTAGCTTGTTGGTGGGGTAA 
TGGCCTACCAAGGCAACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCAGTGAGGAACGCTTGATGGTTAATACCCAT 
CAAGTTTGACGTTAACTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGC 
GCGTAGGTTGCTTGTTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAGGCTAGAGTACAGTAGAGGGTGGCGGAATTTCCTG 
TGTAGCGGTGAAATGCGTAGAGATGGGAAGGAACATCAGTGGCGAAGGCGGCCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTTGTCGGGAGACCTGTTCTCTTGGTAACGAAGCTAACGCGATAAGTAGACCGCCTGGGGAGTAC 
GGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAAAACCTTACCTACTCTTGACATC 
CTGCGAACTTGGTAAAGATACCTTGGTGCCTTCGGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAAC 
GAGCGCAACCCTTGTCCTTAGTTGCCATCATTTAGTTGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCC 
CTTACGAGTAGGGCTACACACGTGCTACAATGGCTAGTACAGAGGGTTGCGAAGCGGCGACGTGGAGCTAATCTCTTAAAGCTAGTCGTAGTCCGGATTGGAGTC 
TGCAACTTGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TGGGTTGCTCCAGAAGTAGATAGCCTAACCTCGGAGGGCGTTTACCACGGAGTGATTCATGACTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGGAGTAGCTTGCTACTTTGCCGGCGAGCGGCGGACGGGTGAGT 
AACGCATAGGAATCTGCCCAGTAGAGGGGGATAGCCAGGGGAAACTCTGATTAATACCGCATACGCCCTACGGGGGAAAAGGGGCTTTTAGCTCCTGCTATTGGA 
TGAGCCTATGTCGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCACCCATCCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTT 
TCAGCAAGGAGGAAGGCCGTATGCTTAATAGGCATGCGGATTGACGTTACTTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGT 
GCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATAGGTCAGTCAGATGTGAAAGCCCTGGGCTCAACCTAGGACGTGCACCTGATACTGCTT 
ATCTAGAGTAAGGTAGAGGGTAGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAATACCGGTGGCGAAGGCGGCTACCTGGACTATTACTGA 
CGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTAGCCGTTGCCGACCTTGAGTTGGGAGTGGCG 
CAGCTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
ATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATAGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTATTTGCCAGCGGGTTATGCCGGGAACTTTAAGGAAACTGCCGGTGACAAAC 
CGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTAAGTACAGAGGGTTGCAAGACCGCGAGGTGGAGC 
TAATCTCAGAAAACTTATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTTCACCAGAAGTAGTTAGTCTAACCGNAAGGGGGACGATTACCACGGTGGGGTTCATGACTGG 
GGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGTAGGCTTAACACATGCAAGTCGAGCGGTAACAGAGAT 
AGCTTGCTATCTGCTGACGAGCGGCGGACGGGTGAGTAACGCGTAGAAATCTACCAGATAGTGGGGGATAACCAGTGGAAACGCTGGCTAATACCGCATACGTCC 
TACGGGAGAAAGGGGGCCTCTTCTTGAAAGCTCTCGCTATCTGATGAGTCTGCGTCGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATCCGTAG 
CTGGTTTGAGAGGATGATCAACCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAG 
CCATACCGCGTGTGTGAAGAAGGCCTTAGGGTTGTAAAGCACTTTCAGCAGTGAGGAAAGGTGACCGGCTAATACCCGGTTGCTGTGACGTTAACTGCAGAAGAA 
GCACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCAGTCAGTCAGATG 
TGAAAGCCCCGGGCTTAACCTGGGAACTGCACCTGATACTGCTGGACTCGAGTACGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAG 
GAAGGAACACCAGTGGCGAAGGCGACTACCTGGACCGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGTCTACTAGTTGTTGGGGGACTTGATCCCTTAGTAACGAAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTACACTTGACATCCTGCGAACTTGCTAGAGATAGCTTGG 
TGCCTTCGGGAACGCAGTGACAGGTGCTGCATGGCCGTTGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTATTTGCC 
AGCACTTCGGGTGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGC 
TACAATGGCCGGTACAGAGGGCCGCGAACCTGCGAGGGTAAGCTAATCTCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGA 
ATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGAC 
TAACCTTCGGGGGGTCGGTTACCACGGTGTGATTCATGACTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGC 
TGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGAGAGAAGCTTGCTTCCTCTTGAGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTGCCCGATAGTGGG 
GGATAGCCCAGAGAAATTTGGATTAATACCGCATACCCCCTAAGGGGGAAAGCAGGGGATCTTCGGACCTTGCACTATCGGATGAGCCTGCGTGAGATTAGCTTG 
TTGGTGAGGTAATGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACCGGAACTGAGACACGGTCCGGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAAGGTTGTAA 
GCTAATACCTTGCAGCTGTGACGTTACCTACAGAAGAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCAAGCGTTAATCGGAATTACTG 
GGCGTAAAGCGCGCGTAGGCGGCTTGTTAAGCCAGATGTGAAAGCCCTGGGCTCAACCTAGGAATTGCATTTGGAACTGGCTCGCTAGAGTACAGAAGAGGGTGG 
TGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGGCCACCTGGTCTGATACTGACGCTGAGGTGCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTATACGATGTCAACTAGCCGTTGGGTCCCTTGAGGACTTAGTGGCGCAGCTAACGCAATAAGTTGACCG 
CCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCT 
ACTCTTGACATCCAGAGAATTCGGCAGAGATGCCTTAGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTT 
AAGTCCCGTAACGAGCGCAACCCTTATCCTTATTTGCCAGCACTTCGGGTGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCA 
AGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGTTGCAATACCGCGAGGTGGAGCTAATCTCACAAAACCGGTCGTAGT 
CCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCTCCAGAAGTGGCTAGTCTAACCTTCGGGGGGACGGTCACCACGGAGTGATTCATGACTGGGGTNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGGGCAACCTGT 
CAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCTTGGGTGGGGGACAACCGTGGGAAACTACGGCTAATACCGCATGATCCCTGAGGGGCAAAGGCGAAA 
GTCGCCTGAGGAGGAGCCTGCGTCTGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGGATGAAGAAGGTCTTCGGAT 
TGTAAAGTCCTTTTGGCGGGGACGATGATGACGGTACCCGCAGAATAAGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTC 


GGAATGACTGGGCGTAAAGGGCGCGTAGGCGGACGGCACAGTCAGGCGTGAAATACCTGGGCTCAACCTGGGGACTGCGTCTGAGACGTGTTGTCTTGAGTATGG 
AAGAGGGTTGTGGAATTTCCAGTGTAGAGGTGAAATTCGTAGATATTGGAAAGAACACCGGTGGCGAAGGCGGCAACCTGGTCCATTACTGACGCTGAGGCGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGGTGCTTAGCACTTCAGTGTCGTAGCTAACGCGGT 
AAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAG 
AACCTTACCAGGATTTGACATGGGGAGTACCGGTCCAGAGATGGACTTTCCCGCAAGGGGCTCCCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTCAGTTGCCAGCATGTTTGGGTGGGCACTCTGAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGG 
GGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGTGGTGACACCGAGCTGATCTCAAAAAG 
CCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGGGATTTGGTTTGACCTTAAGTTGGTGCGCTAACCCGCAAGGGAGGCAGCCAACCACGGTCGGGTCAGAGACTGGGGTGAAGTCGTA 
ACAAGGTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAA 
GGCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCTGCACTCTGGGATAACCTCGGGAAACCGGGGCTAATACCGGATACGACCT 
TCCCCCGCATGGGGGTGGGTGGAAAGTTCCGGCGGTGCARATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGA 
CGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCGCCGAAGAAGCGAAAGTGACGGTAGGCGCAGAAGAAGCACCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGACTGTGAAAACCTACAGCTTAACTGTG 
GGCGTGCAGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGG 
GATTTCCACGTCCTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACTGGATCGCCTCAGAGATGGGGTTTCCGTAAGGTCAGTGTGCAGGT 
GGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGG 
GAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTG 
CGAAATCGCAAGGTGGAGCGAATCTCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCA 
ACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCGTGGCCCAACCCTTGTGGGGGGAGCGGTC 
GAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGT 
ACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACCGGATACGACCCCGGATCGCATGATCTGGTGTGGAAAGTTCCGGCGGTATGGGATGGACCCGCGGCCTAT 
CAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGC 
GCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCT 
CGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACTTGGGGCTTAACTCCAAGCTTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGT 
GTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTGCTAGGTGTGGGGGGCTTCCACGCCCTCTGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGTAC 
GGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATG 
CACTGGAAACCAGTAGAGATATTGGCCCCCTTGTGGCCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCC 
CTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCATAAAGCCGGTCTCAGTTCGGATCGGGGTC 
TGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAA 
GTCGGTAACACCCGAAGCCCGTGGCCCAACTCGTCAGGAGAGGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAG 
GTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCTC 
TTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCTCTGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATATTCAGCTCT 
AAGGGCATCTTTGGGGTTGGAAAGTTTTTCGGCTAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGC 
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGC 
CGCGTGAGGGATGACGGCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGAGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCC 
GCGGTAAGACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTCGTCGCGTCGACCGTGAAAACCCGCAGCTTAACTGCGGGCT 
TGCGGTTGATACGGGCGGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGCCT 
CTCCGGTTCTCTGTGCCGCANNTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGCGGATTAATTCGATGCAACGCGAAGANCCTTACCTGGGTTTGACATGGCCGCAAAANTCGCAGAGATGTGGGGTCTTCGGGGGCGGTCACAGGTGGTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCGATGTTGCCAGCGGGTTATGCCGGGGACTCATCGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATA 
CCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCGTAAGGAGGGAGCCGTCGAAGG 
TGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGA 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGCCCTTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTCCTCTGGCT 
TTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATATTCATCTCTGCGGCATCGTGGGTGTTGGAAAGTTTTTCGGCCAGGGATGGGCTCGCGGCCTATCAGC 
TTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGT 
GACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGG 
CGGCTCGTCGCGTCGACCGTGAAAACCCGCAGCTTAACTGCGGGCTTGCGGTTGATACGGGCGGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCG 
GTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATAC 
CCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGCCTCTCCGGTTCTCTGTGCCGCANNTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGC 
AAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCA 
AAACTCGCAGAGATGCGGGGTCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCCGATGTTGCCAGCGGGTTATGCCGGGGACTCATCGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTC 
CAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTC 
GACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAA 
CACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTTACACATGCAAGTCGAACGTGAACCACTTCGGGTGGGGA 
TCAGTGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCCTAGCTCTGGGATAACTCCGGGAAACCGGAGCTAATACCGGATATGACATCGAGCGGCATCGCTC 
GATGTGGAAAGTTTTTCGGCTAGGAATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGAC 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGACG 
AAGGCTTCGGGTCGTAAACCTCTTTCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCTGCTGTGAAAACTCGGGGCTCAACCCCGAGCCTGCAGTGGATACG 


GGCTAGCTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGACCGATA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGATCTTTCCACGATCTCCG 
TGCCGCASTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAA 
TTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATAGGGAAAACTGGCAGAGATGNCAGGTCCGCAAGGGCCCTATACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTAATGGCGGGGACTCATAGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCAAGGTGGAG 
CGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGCGAT 
TGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGG 
ATGAACCCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCATCCCGTTAAATCAAGTGCTTGCACGGATTTTAACATTGGATGAGTGGCGAACTGGTGAGTAAC 
ACGTGGGTAACCTGCCCAGAAGCAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAACAAAAACCGCATGGTTTTTGTTTGAAAGGTGGTTTCGGCT 
ATCACTTCTGGATGGACCCGCGGCGTATTAGCTAGTTGGTGGAGTAATGGTTCACCAAGGCAATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGA 
CTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGAT 
CGTAAAACTCTGTTGTTGAAGAAGAACACGTTTGAGAGTAACTGTTCAGACGTTGACGGTATTCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCAT 
CGGAAACTGGGTAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTG 
GTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTAGGTGTTGGAGGGTTTCCG 
CCCTTCAGTGCCGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCTACGCAAAGAACCTTACCAGGTCTTGACATACTGTGCTAACCTAAGAGATTAGGCGTTCCCTTCGGGGACGCAGATACAGGTGGTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTCAGTTGCCAGCATTTAGTTGGGCACTCTGGCGAGACTGCC 
GGTGACAAACGCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAACTCG 
CGAGAGCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGCAACACCCAAAGTCGGTTCGGTAACCTTCGGGAGCCAACCGCCTAAGGTGGGG 
CAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTAGAGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAGGAAGCTTGCTTCCTCGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGG 
GATCTGCCCGATGGAGGGGGATAACCACTGGAAACGGTGGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGAAC 
CCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGC 
GAGGAGGAAGGTGGTGAGCTTAATACGCTCATCAATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAG 
CGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGAGCTTAACTTGGGAACTGCATTTGAAACTGGCAAGCTA 
GAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTC 
AGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCT 
AACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCA 
ACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGG 
AAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGAACCTGCGAGGGCAAGCGGACCT 
CATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGCGGCGG 
ACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGG 
CCTCATGCCATCAGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTG 
GAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCG 
GGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCGTTAAGGTTAATAACCTTGGCGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTG 
CATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCC 
CTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTT 
GAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTG 
CATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGAC 
TGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACC 
TCGCGAGAGCAAGCGGACCTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTA 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGNCGCTTTACCACTTN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGAGAGCTTGCTC 
TCGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAANGTCGCAAGACCA 
AAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGA 
GGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGT 
GTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCATTGTGGTTAATAACCACAGTGATTGACGTTACTCGCAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCG 
GGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACC 
GGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGA 
CTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGA 
ACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGGC 
CGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAT 
ATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCACAAAGTATGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAA 
TCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGG 
AGGGCGCTTTACCACTTTGTGATTCATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCAGGCCTAACACATGCA 
AGTCGAACGGTAGCAGAAAGAAGCTTGCTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGGGATAACTACTGGAAACG 
GTAGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTC 
ACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTGAGGTTAATAACCTCANTCAT 
TGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAG 
GCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGC 


GGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGCTGTGGTCTTGAACCGTGGCTTCCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGCCGC 
AAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGA 
ACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAA 
CTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT 
TGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCACAGGGAGCTTGCTCCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCC 
TGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCAGATGTGCCCAGATGG 
GATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGA 
AGGCGATAAGGTTAATAACCTTGTCGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATC 
GGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTG 
TAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTT 
AAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAG 
AACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAA 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGG 
GATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGT 
GCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTGGGT TGCAAAAGAAGTAGGTAGCTTAACCTTCGGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCC 
TGACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTACCTCGCATGGGGTTTGGTGGAAAGCTTTTGCGGTTGGGGATGGGCCCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAG 
CTTTTGTTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGASCGTTGTCCGGAATTACTGGGCGTAAAGAG 
CTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATTCTGCAGCTTAACTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTCCTTTTCACGGGATCCGTGCCGTAGTAACGCATTAAGTACCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACA 
TACACCAGACGCAGCTAGAGATAGTTGTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGC 
CCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGG 
TCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGA 
AAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGA 
AGGTGCGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCAGCTTGCTGG 
GTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGTGTCTAATACTGGATATGAGCTACCACCGCAT 
GGTGAGTGGTTGGAAAGATTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGA 
GGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTG 
AGGGACGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACCCGAGGCTCAACCTCGGGCCTGCAG 
TGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTG 
GGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCTTTCCA 
CGGATTCCGTGACGCACGTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCA 
TGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACGAGAACGCTGCAGAAATGTAGAACTCTTTGGACACTCGTGAACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATAC 
CGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTAAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGT 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCTTAACACATGCAAGTCGAACGGTGAACACGGAGCTTGCTTGTGGGATCAGTG 
GCGAACGGGTGAGTAACACGTGAGCAACCTACCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATATGTGGCGTGACCGCATGGTCTGCGTCT 
GGAAAGATTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGG 
CCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
CGCAACGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGTTTTGTCGCGTCTGCNNNGAAATCCGGAGGGTCAACCTCCGGCCTGCAGTGGGTACGGGCA 
GACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGA 
CGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGA 
CGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATT 
CGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGCGAGGTGGAG 
CGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCTTATGGAGGGAGCCGTCGAAGGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTGCTTAACACATGCAAGTCGAACGGTGAACACGGAGCTTGCTCTGTGGGATCAGTGGCGAACGGGT 
GAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATATGTGACGTGACCGCATGGTCTGCGTCTGGAAAGATTT 
TTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTT 
GTAAACCTCTTTTAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTT 
ATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCGGAGGCTCAACCTNNNNNNNNCAGTGGGTACGGGCAGACTAGAGT 
GCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGC 
GCGAAAAGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCACGTAA 
CGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAAC 


GCGAAGAACCTTACCAAGGCTTGACATACACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAA 
GGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGCGAGGTGGAGCGAATCCCA 
AAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTC 
TTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAA 
GTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGA 
GAGTAGCTTGCTACTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTATGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATA 
ACGTCTACGGACCAAAGGGGGGGATCTTCGGACCTCTCGCCATTTGATTAGCCCAAGTGAGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTC 
TAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATG 
CAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAGGTTAGTAGTTAATAGCTGCTAGCTGTGACGTTAACAACAGAA 
GAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTTCGTAGGCGGTTATTTAAGCAAG 
ATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTTGAACTGGGTAACTAGAGTACTGTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGA 
TTGGAAGGAACATCAGTGGCGAAGGCGGCCACCTGGACAGATACTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGTCAACTAGCCGTTTGTGGACTTGATCCGTGAGTGGCGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAT 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCACAGAAGAGACCAGAGATGGAC 
TTGTGCCTTCGGGAACTGTGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTT 
GCCAGCGCGTTATGGCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACAC 
GTGCTACAATGGCAGGTACAGAGGGCAGCAATACCGCGAGGTTGAGCGAATCCCACAAAGCTTGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGT 
CGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAAGTGGCT 
AGTTTAACCCTTCGGGGAGGACGGTCACCACTTTGTGTTTCATGACTGGGGTGAAGTCGTAACAAGGTAACCCTAGGGGAACCTGCGGCTGGATCACCTCCNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTAGAACGCAGAGGA 
CAGGTGCTTGCACCAGTCTAATGAGTTGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTTATAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATG 
AAAGTAGAAGACCCATGTCATCTACTTAAAAGGGGCAACTGCTCCACTATGAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGA 
CGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAAC 
CCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACGGTAATGGGAGTGGAAAATCCATTACGTGACGGTAA 
CTAACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGA 
TAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTTCGCTTTGGAAACTGTCAAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGC 
GTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCCTTTCCGGGGCTTAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAGGAACCTTACCAGGTCTTGACATCCTTCTGACCGGCCTA 
GAGATAGGCTTTCTCTTCGGAGCAGAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAT 
TGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCT 
ACACACGTGCTACAATGGTTGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTTAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACA 
TGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAA 
GTCGGTGAGGTAACCATTTAGGAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCCGCGTGCCTAATACATGCAAGTAGAACGCTGAGGACAGGTGCTTGCACTAGTCTAAGGAGT 
TGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTGATAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAAAGTGCTTAACACATGTTAAGAACT 
TAAAAGGGGCAACTGCTCCACTATGAGATGGACCTGCGTTGTATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATACATAGCCGACCTGAGAGGGTG 
ATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTG 
AAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACGGTAATGGGAGTGGAAAACCCATTATGTGACGGTAACTAACCAGAAAGGGACGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTTTAAGTCTGAAGTTAAAGGCATTGGCT 
CAACCAATGTATGCTTTGGAAACTGGAGAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGG 
CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGG 
TGTTAGCCGCTTTCCGGGGCTTAGTGCCGGCTAAGACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACCAGGAGAACCTTACCAGGTCTTGACATCCCGATGCCCGCTCTAGAGATAGAGTTTTACTTCGGTACATC 
GGTGACAGGTGGTGCATGGTGGTCGTCAGCTCGTGTCGTGAGAGGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTAAGTTGGGC 
ACTCTAGCGAGACTGCGGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACA 
ACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTGAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCG 
GATCAGCACGCCGCGGTTAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTATTAGGAGCC 
AGCCGCCTAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCT 
GGCTCAGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAAGTCTTCGGACTTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGT 
ACGGAATAACTCAGAGAAATTTGTGCTAATACCGTATAATGACTTCGGTCCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAAGATTAGCTAGTTGGTGGGGTA 
AAAGCCTACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAAT 
AAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCAGA 
GGTGAAAGCCCAGTGCTCAACACTGGAACTGCCTTTGAAACTGGAAAACTTGAATCTTGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATAT 
TCGGAAGAACACCAGTGGCGAAGGCGACTGACTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGATAACTAGCTGTCCGGGTTCATAGAACTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGG 
AATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATCCTGATCGCGGATTAGAGAGATCTT 
TTCCTTCAGTTCGGCTGGATCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCCTA 
GTTGCCATCATTCAGTTGGGCACTCTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACA 
CGTGCTACAATGGCAACTACAGTGGGCAGCAACCGGGCGACCGGTAGCTAATCTCCAAAAGTTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGG 
CGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTCACCCGAAGGCAGT 
GCTCTAACCCGCAAGGAGGGAAGCTGACCACGGTGGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGGGGAAGCTTGCTTCCCCGCCGGCGAGCGGCGGA 
CGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTCGGACCAAAGTGGGGGCTCTTCGGAC 
CTCATGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGG 
AACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGG 
GTTGTAAAGCACTTTCAGCGGGGAGGAAGGGGACAGGCTTAATACGTCTGTTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCG 
GTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGC 
ATTCAAAACTGACAGGCTAGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCC 
TGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGGTCTTG 
AACCGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 


TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGACTGCAGAGATGCGGTTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGRTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTGATGGTGGGAACTCAAGGGAGAC 
TGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACC 
TCGCGAGAGCAAGCGGATCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCG 
CGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACTTCGGGAGGGCGCTTACCACTTTGT 
GATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCGCAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGG 
CGTGCTTAACACATGCAAGTCGAACGGTTCAGAAGAGCTTGCTCTTTTGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTACCCTTGACTCTGGGATAA 
CAGTTGGAAACAGCTGCTAATACCGGATACGACCTCGGCCGACATCTGCTGAGGTGGAAAGTTCTGGCGGTCAAGGATGGGCTCGCGGCCTATCAGCTAGTTGGT 
GAGGTAACGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCTCCGACGAAGCGCAAGTGACGGT 
AGGAGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTGATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTT 
GTCACGTCGGAAGTGAAAACTCAGGGCTCAACCCTGAGCCTGCTTCCGATACGGGCAAACTAGAGGAATGCAGGGGAGAATGGAATTCCTGGTGGAGCGGTGGAA 
TGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGGTTCTCTGGGCATTTCCTGACGCTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGT 
AGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGACTCATTCCACGAGTTCCGTGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATGCCGGAAAGC 
TGCAGAGATGTAGCCCCCGCAAGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCG 
TCCTATGTTGCCAGCGGGTAATGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAAGTCCAGG 
GCTTCACGCATGCTACAATGGCTGGTACAAAGGGCTGCAATACCGCAAGGTTGAGCGAATCCCAAAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACC 
CCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACC 
CGAAGCCGGTGGCCCAACCTTTTGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCTTTCGGGGTCA 
TACGAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTTGACTTCGGAATACCAGCTGGAAACAGCTGCTAATACCGGATATGACCCTGGTCCTCCTGGA 
CTGGGGTGGAAAGCTCCGGCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGC 
GACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGG 
GATGACGGCCTTCGGGTTGTAAACCGCTTTCAGTAGGGACGAAGCCACAAGTGACGGTACCTACAGAAGAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTGA 
TACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTCCGTCGCGTCAGGAGTGAAAACTCGGGGCTTAACCCCGAGCCTGCTTTT 
GATACGGGCGGACTAGAGGGATGCAGGGGAGAACGGAATTCCTGGTGGAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGG 
CATCACCTGACGCTGAGAAGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGGGACATTCCACG 
TTCTCCGTGCCGAAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
CGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAGCTGCAGAGATGTAGCCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTCATGGTGGGGACTCATAGGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTAAGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCA 
AGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCTAAGGTGGGA 
CTGGCGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGC 
TGGCGGCAGCCCTAACAAATCCAAGTCGAGCGGCAGCGGGTCCTTCGGGATGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGATAGTGGGG 
GATAACGTTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCGGGGGATCTTCGGACCTCGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGT 
TGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAG 
CTAATATCTTGCTGTTTTGACGTTACCAACAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCGCGTAGGTGGTTCAGCAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTACTGAGCTAGAGTACGGTAGAGGGTGGT 
GGAAYTTCCTGTGTAGCGGTGWACTGCGTAGATATAGGAAGGAACACCAGTNGTGAAGCCGACCACCTGGACTGATACTGTAACTKAGGTGCGAAAGTGTGGGCA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTTCCTTGAGRACTTAGTGGCNCAGCTAACGCGATAAGTCGACCTC 
CTGGGGAGTACGACCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTG 
GCCTTGACATGCTGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGTCGGTACRAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCATAAAACCGATCGTAGT 
CCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAMTCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCTCCAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCGTAACACATGCAAGTCGAGCGGATGTAGGGAGCTTGCTTCTGGATTCAG 
CGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTTCCGAAAGGAGCGCTAATACCGCATACGTCCTACGGGAGAAAGTGGGGGATC 
TTCGGACCTCACGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTAGGTGGGGTAATGGCTCACCTAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTC 
ACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGG 
TCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAGTTAATACCTTGCTGTTTTGACGTTACCAACAGAATAAGCACCGGCTAACTTCGTGCCAGC 
AGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGGTAAGATGGATGTGAAATCCCCGGGCTCAACCTGG 
GAACTGCATCCATAACTGCCTGACTAGAGTACGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGC 
GACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGG 
ATCCTTGAGATCTTAGTGGCGCAGCTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCCGGAATTCTGCAGAGATGCGGGAGTGCCTTCGGGAATCGGAACACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCARCACGTTATGGTGGGCACTCTA 
AGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGT 
TGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAG 
AATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTAC 
CACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCATCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNATTGAACGCTGTCGGCAGCCCTAACACATGCAAGTCGGGCGGCAGCACAGGGACTTGTCCCGGGTGGCGAGCGGCGGACGGGTG 
AGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGCTCGGAAACGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCG 
CTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGA 
GACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTA 
AAGCACTTTAAGTTGGGAGGAAGGGTCGTTACCTAATACGTGACGATTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATA 
CAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAA 
AACTGGCGAGCTAGAGTAGGGCAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGGCT 
CATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTT 
TAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 


TTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAGTGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTGATGGTGGGCACTCTAAGGAGACTGCCGG 
TGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGA 
GGTGGAGCTAATCTCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGTTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTC 
ATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGG 
CGGCGTGCCTAACACATGCAAGTCGAGCGAAGAATTTATCATGAAGCCTTCGGGTGGAATGATAAACTTCTTAGCGGCGGATGGGTGAGTAACGCGTGAGGAACC 
TGCCTTCCACAAGGGGATAGCCTCGGGAAACCGGGATTAATACCCTATGAAACTTAGCAATCGCATGATATTTAAGTTAAAGCGTTAGCGGTGGAAGATGGCCTC 
GCGTCCCATTAGCTAGTTGGTGAGTTAAAAGCTCACCAAGGCGACGATGGGTAGCCGGCTTGAGAGAGTGACCGGCCACACTGGAACTGAGACACGGTCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTATG 
GGACGATAATGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAG 
GGTACGCAGGCGGTCAAATAAGTCAGATGTGAAAGGCGTAGGCTTAACCTATGTAAGCATTTGAAACTGTTTGGCTTGAGTTAAGGAGAGGAAAGTGGAATTCCT 
GGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATATCAGTGGCGAAGGCGACTTTCTGGACTTAAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGGTGTCGGAGGGTAACCTTCGGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACG 
TTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACATCC 
CTCGGGCCGTCTTAGAGATAAGACCTTCTCTTCGGAGACTGAGGGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGCCTTTAGTTGCCAACAGTTAGGCTGTGCACTCTAGAGGGACTGCCGATGATAAATCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CTTTATGTCCTGGGCTACACACGTGCTACAATGGTCGGTACAACGGGTAGCGACTTAGTGATAAGGAGCCAATCCCTTAAAACCGATCCCAGTTCGGATTGCAGG 
CTGCAACTCGCCTGCATGAAGCCGGAGTTGCTAGTAATCGTGGATCAGAATGCCACGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GTTAGCAATACCCGAAGCCAGTGAGCCAACCGTAAGGGAGCAACTGTCGAAGGTAGGGTTTATGACTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACG 
TGGGCAATCTGCCCTGCACTCTGGGATAACTCCGGGAAACCGGAGCTAATACCGGATACGACCATCGGAGGCATCTTCGGTGGTGGAAAGCTCCGGCGGTGCAGG 
ATGAGCCCGCGGCCTATCAGCTGGTTGGTGGGGTGACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCT 
TTCAGCAGGGAAGAAGCGGAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATT 
ATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCGGCATTCGATACGGGCAGGCTGGAGTTCGGNAGGGG 
AGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGT 
GGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGCGGCATTCCACGTCGTCCGTGCCGTAGCTAACGCATTAAGT 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACC 
TTACCAAGGCTTGACATACACCGGAAACGCCCAGAGATGGGTGCCCCCTTGTGGTCGGTGTATAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCGTGCCCTTCGGGGTGACGGGGACTCACGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTG 
GGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGANGCCGCGAGGCGGAGCGAATCTCAAAAA 
GCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAGTGCTGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCGTTTGGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAG 
TCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAAC 
ACATGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAACCCGGGGAAACCCG 
GGCTAATACCGGATACGACCCTCCAGGGCATCTTGGGGGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCCA 
CCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAG 
CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTCGT 
GAAAGCCCGGGGCTTAACCCCGGGTCTGCGGTCGATACGGACAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAG 
GAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGC GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGAGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTGGCAGAGATGTCAG 
CCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCA 
GCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCA 
CACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGA 
AGTCGGAGTCTCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGC 
CGGTGGCCCAACCCCTTGTGGGAGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTG 
GCGAACGGGTGAGTAACACGTGGGCAACCTGCCCCGCACACTGGGATAAGCCCTGGAAACGGGGTCTAATACCGGATATGACTCAAGGTCGCATGGTCTTGGGTG 
GAAAGCTCCGGCGGTGCGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGG 
CCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCTCTTGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGTCGATACGG 
GCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATAC 
TGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCGGCATTCCACGTCGTCCG 
TGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTA 
ATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACATCCAGAGATGGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCG 
GGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGAGCTGCGATGCCGTG 
AGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCCTTGTGGGGAGGGAGCCGTCGAAGGT 
GGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGA 
ATAATGACTTCGGTTGTTATTTAGTGGCGGAAGGGTTAGTAGTACATAGATAATCTGCCCTCAACTTGGGGATAACGGTTGGAAACGATCGCTAATACCGAATGT 
AGTGTAATTAGGCATCTAATATATATTAAAGAAGGGGATCTTCGGACCTTTCGGTTGAGGAAGAGTTTATGCGATATCAGCTTGTTGGTGGGGTAAAAGCCCACC 
AAGGCGATGACGTCTAGGCGGATTGAGAGATTGACCGCCAACACTGGGACTGAGACACTGCCCAGACTCCTACGGGAGGCTGCAGTCGAGAATCTTTCGCAATGG 
ACGAAAGTCTGACGAAGCGACGCCGCGTGTGTGATGAAGGCCTTAGGGTTGTAAAGCACTTTCGCCTGGGAATAAGAGAGATTGGCTAATATCCAATCGATTTGA 
GCGTACCAGGTAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCTAGCGTTAATCGGATTTATTGGGCGTAAAGGGCGTGTAGGCG 
GAAAGGAAAGTTAGATGTTAAATTTTGGGGCTCAACCCCAAGTCAGCATTTAAAACTATCTTTCTAGAGGATAGATGGGGAAAAGGGAATTCCACGTGTAGCGGT 
GAAATGCGTAGATATGTGGAAGAACACCAGTGGCGAAGGCGCTTTTCTAATTTATACCTGACGCTAAGGCGCGAAAGCAAGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCTTGCCGTAAACGATGCATACTTGATGTGGATGGTCTCAACCCCATCCGTGTCGGAGCTAACGTGTTAAGTATGCCGCCTGAGGAGTACACTCGCAA 
GGGTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGGACCTTACCTGGACTTGACATGTATTTGAC 


AACTGTAGAAATACAGCTTTCCGCAAGGACAGATACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATCGTTAGTTGCCAGCACTTAGGGTGGGAACTCTAACGAGACTGCCTGGGTTAACCAGGAGGAAGGCGAGGATGACGTCAAGTCAGCATGGCCCTTATGTC 
CAGGGCGACACACGTGCTACAATGGTTAGTACAGAAGGTAGCAAGATCGTGAGATGGAGCAAATCCTAAAAGCTAGCCCCAGTTCGGATTGTAGTCTGCAACTCG 
ACTACATGAAGTCGGAATTGCTAGTAATGGCGTGTCAGCCATAACGCCGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACATCATGGGAGTTGGTTTT 
ACCTTAAGTCGTTGACTCAACCTATTTATAGGAGAGAGGCGCCCAAGGTGAGGCTGATGACTGGGATGAAGTCGTAACAAGGTAGCCCTACCGGAAGGTGGGGCT 
GGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATCAATAAGAGCTTG 
CTCTTATGAAGATCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTACAGACTGGGATAACTCCGGGAAACCGGAGCTAATACCGGATGACCNCTTGG 
ACCGCATGGTCCGATTGTAAAAGTTGGGATTTATCCTAACACTGTGAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGCCGACGATG 
CGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCATCCGCAATGGGCGAAAGCCTGA 
CGGTGCAACGCCGCGTGAACGATGACGGTCTTCGGATTGTAAAGTTCTGTTGTTAGGGAAGAATAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAAC 
CAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGT 
CTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGTAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAG 
ATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGCCTACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTAGTGCCGCAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGCCACTCCTAGAGAT 
AGGACGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACC 
TTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTAC 
ACACGTGCTACAATGGGTGGTACAAAGGGCAGCAAAGCCGCGAGGCCGAGCGAATCCCATAAAGCCACTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATG 
AAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGCTTGTAACACCCGAAGT 
CGGTGAGGTAACCTTTTGGAGCCAGGCACCGAAGGTGGGACAGGTGATTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATC 
TGCCTTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCCGATCGCATGGTCGGGGGTGGAAAGATTTATCGGTGCAAGATGAGCCCG 
CGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACTCC 
GACGAAGCGAAAGTGACGGTAGGAGTATAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGT 
AAAGAGCTTGTAGGCGGCTTGTCGCGTCGATCGTGAAAACTCGGGGCTCAACCCCGAGCTTGCGGTCGATACGGACAGGCTTGAGTACTTCAGGGGAGACTGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGG 
TTTGACATACACCGGAAACTTGCAGAAATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGG 
ATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
GTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTA 
CCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTA 
AGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGAC 
CTTCGGCTGCATGGCTGAGGGTGGAAAGGTTTACTGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAG 
CCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAG 
CGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCGAGGCTCAACC 
TCGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA 
GGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTG 
GGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCCGTAGAGATACGGCCCCCCTTGTGGTCGGTATA 
CAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACT 
CGTAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAG 
GGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGG 
AGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTAAGGCCTTCGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCT 
GCCCTGGACTCTGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATATGACCATGCTGCGCATGTGGTGTGGTGGAAAGCTTTTGCGGTCTGGGATGGGCCCGC 
GGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGGTTGGG 
ACGAAGCCTTTCGGGGTGACGGTACCTTCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGG 
CGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGATCGTGAAAACTCGCAGCTCAACTGTGGGCGTGCGGTCGATACGGGCAGACTTGAGTACTCCAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAG 
CGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCT 
GGGTTTGACATACACCAGACGCTGGTAGAGATATCAGTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGCGTTATGGCGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAA 
GTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGTTGCGATATCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACGTCATGAAAGTCGGTAACACCCGAAGCCCGTGGCCTAACCCCTTTGTGGGAGGGAGCGGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTA 
GCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTTAACACATGCAAGTCGAACGGCAGCATACTCTAGC 
TTGCTAGATGGGTGGCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTGAAGAGGGGGACAACTTGGGGAAACTCAAGCTAATACCGCATAATGTCTA 
AGGACGAAAGCTGGGGACCGCAAGGCCTGGCGCTTTAAGATTAGCCTGCGTCCGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCACGATCGGTAGCTGGT 
CTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCAATG 
CCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAGGGTTGCCAGGTTAAGAGCTAGGTGATTGGACGTTACCCACAGAAGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGTTGAATAAGTTATCTGTGAAA 
TCCCTGGGCTTAACCTGGGCAGGTCAGATGATACTGTTTGACTCGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGG 
AACACCAGTGGCGAAGGCGGCTACCTGGCCTAATACTGACATGAGGCACGAAAGCGTGGGGAGCAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
TCAACTAGCTGTTGGTTATATGAAAATAATTAGTGGCGCAGAAAGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGGATTTTGCAGAGATGCATTAGTGCCTTCGG 


GAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTGA 
TGGTGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCTTACGGGTAGGGCTACACACGTGCTACAATGGG 
CGATACAGAGGGAAGCGAAGGGGTGACCTGGAGCTAATCTTAGAAAGTTGCTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGT 
AATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGTCTAACCTTCG 
GGGGGACGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATC 
CTGGCTCAGATTGAAGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCATTTTCTAGCTTGCTAGAGAGATGGCGAGTGGCGAACGGGTGAGTAACGCG 
TAGGAATATGCCTTGAAGTGGGGGACAACTTGGGGAAACTCAAGCTAATACCGCATAATATCTAAGGATGAAAGCTGGGGACCTTCGGGCCTGGCGCTTTAAGAT 
TAGCCTGCGTCCGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGGCCAGCCACACTGGAACTGAGACACGGTC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTT 
CAGTGGGGAGGAGGGTTTATAGGTTAAGAGCTAGTAGACTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTG 
CAAGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTGACTAAGTTATCTGTGAAATCCCCGGGCTTAACCTGGGCAGGTCAGATGATACTGGTTGAC 
TCGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGCCTAATACTGACAC 
TGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCAACTAGCTGTTGGTTATATGAAAATAATTAGTGGCGCA 
GCAAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAT 
GCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAATTTTGCAAGATGCATTAGTGCCTTCGGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAATGGCGGGAACTCTAAGGATGCTGCCGGTGACAAACCGG 
AGGAAGGCGGGGATGACGTCAAGTCATCATGGCTTACGGGTAGGGCTACACACGTGCTACAATGGGCGATACAGAGGGAAGCGAAGGGGTGACCTGGAGCTAATC 
TTAGAAAGTCGCTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGTCTAACCTTCGGGAGGACGTTTACNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCATTTTCTAGCTTGCTAGAAAGATGGCGAGT 
GGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTAAAGAGTGGGATAACATGGGGAAACTCATGCTAATACCGCATAATTTCTTAGGAAAAAAGCTGGGGACCG 
TAAGGCCTGGCGCTTTAAGATTAGCCTGCGTCCGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGGCCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGC 
CTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAGTGGTTGATAGGTTAAGAGCTAATTGATTAGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTAATAAGTTAACTGTGAAATCCCTGGGCTTAACCTGG 
GAACTGCAGTTAAGACTGTTAGACTCGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGC 
GGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCAACTAGTGTTGGTA 
TAAATGTGATTAGTGGCGAGCAAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAATTTTGCAGAGATGCATTAGTGCCTTCGGGAACACTGATACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATGTAATGGTGGGGACTCTAAGGA 
GACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGGCCTTACGGGTAGGGC TACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGA 
AGGGGTGACCTGGAGCAAATCTTTTAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGT 
CGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGTCTAACCTTCGGGGGGACGTTTACCACGG 
TGTGATTCATGACTGGGGTGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACA 
TGCAAGTCGAACGCATCGCAAGATGAGTGGCAGACGGGTGAGTAACGCGTGGGAACATACCCTTTTCTACGGAATAGCTCTGGGAAACTGGAATTAATACCGTAT 
ACGCCCTACGGGGGAAAGATTTATCGGGGAAGGATTGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAG 
AGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCG 
TGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCACCGATGAAGATAATGACGGTAGTCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAAT 
ACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTG 
ATACTGGGTATCTTGAGTATGGAAGAGGTAAGTGGAATTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAGGAACACCAGTGGCGAAGGCGGCTTACTGGTC 
CATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCAGTATACTGTT 
CGGTGGCGCAGNTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATTCGGGGTATGGTCATTGGAGACGATGACCTTCAGTTCGGCTGGCCCTAGAACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTGGTTGGGCACTCTAAGGGGACTGCC 
GGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACAG 
CGATGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGCGC TAACCGCAAGGGGGCAGGCGACCACGGTAGGGT 
CAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGCGCGAACG 
CTGGCGGCGTGCCTAACACATGCAAGTCGTGCGGGGTGGCTCTNNNNNNNNNNNAGCGGCAAACGGGTGAGTAACACGTGAGTAACCTGCCCTCAGGAAGGGGAT 
AACCCTCCGAAAGGGGGGCTAATACCCTATAATGTCCGGGGACCACTAAGGTTTCCGGACCAAAGGTGGCCTCTGCTCTGCAAGCTACCGCCTGAGGAGGGGCTC 
GCGGCCCATCAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTATGACGGGTAGCCGGCNTGAGAGGGTGGCCGGCCACAGTGGGACTGAGACACGGCCCACACC 
CCTACGGGGGGCAGCAGTGGGGAATCGTGGGCAATGGGCGAAAGCCTGACCCCGCGACGCCGCGTGGAGGAAGAANCCCTTCGGGGTGTAAACTCCTGTCAGGGG 
GGAAGATGCTCACAGGGGTGAATAATCTCTGTGGGTGACTGTACCCCCAGAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGC 
GTTGCGCGAATTCACTGGGCGTAAAGCGTCCGCAGCCGGATGGGTAAGCGGTTTGTCAAAGCCCACCGCTCAACGGTGGAAAGGCATACCGAACTGCCCATCTTG 
AGGCACGCTCAGGTAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGGCTGTCCTGACGGTCA 
GGGACGAAAGCTGGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCCANCCNTAAACCATGGGCGCTAGGCGTTGTCCGCAAGGGCAGTGCCTCAGCTAACGCG 
GTAAGCGCCCCGCCTGGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTGGCGGGGGCCCGCACAACCGGTGGAGCGTCTGGTTCAATTCGATGCTAACCGA 
AAAACCTTACCCGGGCTTGACATGGTAGGANACCCTTGCGAAAGCGAGGGGTGCCGTCCTCTGGNNNNNATCCTACCACAGGTGGTGCATGGCCGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTAGTTGCCACTCTTCGGAGGGCACTCTAAGGGGACTGCCGGCGATAAGCCGGAGG 
AAGGTGGGGATGACGTCAGGTCAGTATGCCCTTTATGCCCGGGGCTACACAGGCGCTACAGTGGCCGGGACAATGGGAAGCGACCCAGCAATGGNGAGCNAATCC 
TCCAAACCCGGTCATGGTGCAGATTGAGGGCTGAAACTCGCCCTCATGAAGCCGGAATCGGTAGTAATGGCGGATCAGCTAAGCCGCCGTGAATACGTTCTCGGG 
CCTTGCACACACCGCCCGTCACGCCACGGAAGTCAGTCTTCCCGGAAGGCCTCGAGC TAACCCGCAAGGGAGGCAGAGGACGATGGGAAGGCTGGCAACTGGGGC 
GAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCT 
AACACATGCAAGTCGGACGGCAGCAGGTCCTTCGGGATGCTGGCGAGTGGCGGACGGGTGAGTAATGCGTAGGAACCTATCCTTTTGTGGGGGACAACCCAGGGA 
AACTTGGGCTAATACCGCATAAGCCCTGAGGGGGAAAGCGGGGGATCTTCGGACCTCGTGCTGAAGGAGGGGCCTACGTCCGATTAGCTAGTTGGTGGGGTAAAG 
GCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTTC 
GCAATGGGGGCAACCCTGACGAAGCAATGCCGCGTGGATGAAGAAGGCCTTCGGGTTGTAAAGTCCTTTCGTGGGGGACGAAAAGGCGGATCCGAATACGGTCTG 
CTATTGACGTGAACCCAAGAAGAAGCACCGGCTAACTCCGTGCCAGCAACCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGC 
GTAGGCGGTGGGTTACGTCTGCCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGGTGGAAACGGGCTGACTGGAGTATGGGAGAGGGTGATGGAATTCCAGGTG 
TAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCGGTCACCTGGCCCAATACTGACGCTGGGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCCTAAACGATGGATACTGGATGTTTGGCGCCTTAGGTGCTGAGTGTCGTAGCTAACGCGATAAGTATCCCGCCTGGGAAGTACGA 
CCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGTC 
CGGAACCCTGCAGAGATGTGGGGGTGCCCTTCGGGGAATCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 


GAGCGCAACCCTTGTTCCTAGTTGCCAGCGGTTCGGCCGGGCACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CTTTATGTCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGAAGCCAAGCCGCGAGGTGGAGCAGACCCCAGAAAGCGCGTCGTAGTTCGGATTGCAGT 
CTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTGGATGGTACCAGAAGCCGTTAGCCTAACCTTCGGGGGGGCGACGACCACGGTATAGTTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNCTCNGGACGAACGCTGNCGGCGTGCCTAATACATGCAAGTCGAGCGGACGAATCGAAAGCTTGCTTTTGATTCGTTAGCGGCGGACG 
GGTGAGTAACACGTGGGCAACCTGCCCTGTAGACGGGGATAACACCGAGAAATCGGTGCTAATACCGGATAACACGAAATGTCGCATGACGTTTCGTTGAAAGGC 
GGCGCAAGCTGTCGCTACAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAG 
GCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTAGCGTAGTAACTGGCGTTACCTTGACGGTACCTAACGAGAAAGCCACGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGNTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGT 
GGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGG 
CGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAG 
AGGGTATCCACCCTTTAGTGCTGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGACAACCCGAGAGATCGGGCGTTCCCCCTTCGGGGGGACAGGG 
TGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGACCTTAGTTGCCAGCATTCAGTTGGGCAC 
TCTAAGGTGACTGCCGGCTAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAA 
GGGTTGCGAACCCGCGAGGGGGAGCCAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGA 
TCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGANGTCGGTGAGGTAACCCTTACGGGAGCCA 
GCCGCCGAAGGTGGGGCAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCGAAGGGAGCTTGCTCCTTTAGGTTAACGGCGGACGGGT 
GAGTAACACGTGGGCAACCTGCCCTGCAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAACACCGAAAACCGCATGGTTTTCGGTTGAAAGGCGGC 
TTTTAGCTGTCACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGT 
CTTCGGATCGTAAAGCTCTGTTGTCAGGGAAGAACAAGTGCCGTTCGAACAGGGCGGTACCTTGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTCCTTAAGTCTGATGTGAAATCTCGCGGCTCAACCGCG 
AGCGGCCATTGGAAACTGGGGAACTTGAGTGCAGGAGAGGGGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGC 
GGCTCTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGA 
GGGTATCCACCCTTTAGTGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTGACAACCCTAGAGATAGGGCGTTCCCCTTTCGGGGACAGGGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCAGTTGGGCACTCT 
AAGGTGACTGCCGGCTAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGTGGTACAAAGGG 
CAGCGAAACCGCGAGGTGGAGCGAATCCCAAAAAACCACTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCA 
GCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCCTTACGGGAGCCAGCC 
GCCGAAGGTGGGACAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATCTGTTTGAAGCTTGCTTCAGACAGGTTAGCGGCGGACGGGTGAGTAAC 
ACGTAGGCAACCTGCCCGCAAGACCGGGATAACATAGGGAAACTTATGCTAATACCGGATAGGGCACCTTCTCGCATGAGAGGGTGCGGAAAGGTGGCGCAAGCT 
ACCACTTGCGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGGAT 
TGTAAAGTTCTGTTGTCAGGGACGAACAAGTACCGTTCGAACAGGGCGGTACCTTGACGGTACCTGACGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCGGGTAAGTCTGATGTTAAAGCCCGGGGCTCAACCCCGGTACGCAT 
TGGAAACTGCTCGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTCTG 
GTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTTTCAAT 
ACCCTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCCGCCTAGAGATAGGGCGTTCCCTTCGGGGCAGCGGTGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCAGCATTCAGTTGGGCACTCTAGAGAGACTG 
CCGTCGACAAGACGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCTGGTACAACGGGACGCAAGCCC 
GCGAGGGTAAGCCAATCTCTTAAAACCAGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTGAGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGG 
GTAGATGATTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAG 
TTTGATCATGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGGGGTTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTG 
TCCATGGGTGGGGGATAACTTTGGGAAACTGAAGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGCTAG 
TTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCAGCGGGGACGATGATGACGGT 
ACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTG 
ACACAGTCAGATGTGAAATTCCTGGGCTTAACCTGGGGGCTGCATTTGATACGTGGCGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAA 
TTCGTAGATATTTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTGACTTTGTCATTCAGTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTT 
GAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGACATGCGGAGGCCGTGT 
CCAGAGATGGGCATTTCTCGCAAGAGACCTCCAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGCCTTTAGTTGCCATCACGTCTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTC 
CTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGTAGCGATACCGAGCCGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCG 
AGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGA 
CCTTAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATC 
ACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCTGTA 
GCAATACAGAGTGGCAGACGGGTGAGTAACGCGTGGGAACGTGCCTTTCGGTTCGGAATAACTCAGGGAAACTTGAGCTAATACCGGATACGCCCTTCGGGGGAA 
AGATTTATTGCCGAAAGATCGGCCCGCGTCCGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCC 
TAGGGTTGTAAAGCTCTTTCGCCAGGGACGATAATGACGGTACCTGGATAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCG 
TTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATCTTTAAGTCAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCTTTGATACTGGAGGTCTAGA 
GTCCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGGAACTGACGCTGAG 
GTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGGCAGCTTGCTGTTCAGTGGCGCAGCTAAC 
GCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACG 
CGCAGAACCTTACCAGCTTTTGACATGTCTAGTATGGTCGACAGAGATGTCTTCCTTCCCGCAAGGGGCTAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGT 


GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCATTCAGTTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCGCGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGACGCGAAGGGGCGACCCTTAGCAAATCT 
CAAAAAACCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCAGATCAGCACGCTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTTGGCTTTACCCGAAGGCGTTTCGCTAACCGCAAGGAGGCAGACGACCACGGTAGGGTCAGCGACTGGGGTGNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACTGGAGCTTGCT 
CCAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACCGGATACGAGCTTCAGCCG 
CATGGCTAGGAGTTGGAAAGAATGTCGGTCAAGGATGGACTCGCGGCCTATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGC 
GTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCTGGGGGCTCAACCCCCAGCCTG 
CAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCT 
CTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAGATGTGGGGGCCATT 
CCACGGTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGTCCAGAGATGGTCGCCCCGCAAGGTCGGTATACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATAGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATA 
CCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGNGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTGTGGATGGAGCTGTCGAAGG 
TGGGATTGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTG 
GCGGTATGCTTAACACATGCAAGTCGAACGGATTCTTAGGAATCAGTGGCGGACGGGTGAGTAACACGTGAAAACCTGCCTCTAGGACGGGGATAACAGAGGGAA 
ACTTCTGCTAATTCCCGATGAGCCCACGGGTAAAAGGATTTATCGCCTAGAGAGGGGTTCGCGTCCGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCTGC 
GATCGGTAGCTGTTCTGAGAGGAAGAACAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGC 
CTGACGGAGCAATACCGCGTGAGGGAAGAAGGTCCTTGGATCGTAAACCTCTTTTCTCAGGGAAGAAGTTCTGACGGTACCTGAGGAATAAGCCTCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGCAGGTGGCTGTTCAAGTCTGCTGTCAAAGACCGGAGC 
TTAACTCCGGAAAGGCGGTGGAAACTGAAGAGCTAGAGTGCGGTAGGGGTAGAGGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAAGAACACCGGT 
GGCGAAAGCGCTCTACTAGGCCGCAACTGACACTCAGGGACGAAAGCTAGGGGAGCGAATGGGATTAGATACCCCAGTAGTCCTAGCTGTAAACGATGGGTACTA 
GGCGTAGCTTGTATCGACCCGAGCTGTGCCGAAGCTAACGCGTTAAGTACCCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGRCATCCGGCGAATTCTCTGGAAACAGAGAAGTGCCTACGGGAGC 
GCCGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCAGCATTAAGTTGG 
GCACTTTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCAGCATGCCCCTTACGTCCTGGGCAACACACGTACTACAATGGTCGAGA 
CAAAGGGCAGCCAACTCGCAAGAGTGAGCGAATCTCAGCAAACTCGGCCTCAGTTCAGATCGCAGGCTGCAACTCGCCTGCGTGRAGGAGGAATCGCTAGTAATC 
GCCGGTCAGCATACGGCGGTGAATTCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGCTGGCAACATCCGAAGTCGTTACTCCAACTCTTAGGAG 
AGGAGGGCGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAATACATGCAAGTCGAGCGAGCTTGCCTAT 
TGAAATTCTTCGGAATGGACATAGATACGCTAGCGGCGGATGGGTGAGTAACGCGTGGGTAACCTGCCCTTAAGTCTGGGATACCATTTGGAAACAGATGCTAAT 
ACCGGATAAAAGCTACTTTCGCATGAAAGAAGTTTAAAAGGCGGCGTAAGCTGTCGCTAAAGGATGGACCTGCGATGCATTAGCTAGTTGGTAAGGTAACGGCTT 
ACCAAGGCGATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAA 
TGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATT 
TGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAG 
GCGGATTGATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAACTGCATCAGAAACTGTCAATCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGC 
GGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATA 
CCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTCCGCCTCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCG 
CAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTCACATCCTTTG 
ACCNACCTAAGAGATTAGGTTTTCCCTTCGGGGACAAAGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGTTAATAGTTGCCAGCATTAAGTTGGGCACTCTATTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTA 
TGACCTGGGCTACACACGTGCTACAATGGGCAGTACAACGAGAAGCGAACCTGTGAAGGCAAGCGGATCTCTTAAAGCTGTTCTCAGTTCGGACTGTAGGCTGCA 
ACTCGCCTACACGAAGCTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTG 
TAACACCCAAAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTTAACACATGCAAGTCGAACGAGCGAGGCCCCATTCTTGGG 
TGGTGCCCTAGCGGCGAACGGGTGAGTAACACGTGGGCAACCTGCCCTCAGCTTTGGGATAACTCCAAGAAATTGGTGCTAATACCGGATGTGACCGCTGACCGC 
ATGGTCTGGTGGTGGAAAGATTCATCGGCTGGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTCACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGC 
GTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGACGAAGCGAAAGTGACGGTACC TACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCACGTCGGCTGTGAAATCCCGAGGCTCAACCTCGGGTCTG 
CAGTCGATACGGGCAAACTAGAGTGTTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCT 
CTGGGCAACAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGCCATT 
CCACGGTCTCCGTGTCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGTTGCTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATGCACGGAAATCTCACAGAGATGTGAGGTCCTTTAAAGGGTCGTGCACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTGCAAACATGCTACAATGGCCGGTACAAAGGGCTGCGA 
TACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACGCCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAA 
GGCGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCG 
AACGGGTGAGTAACACGTGAGCAATCTGCCCTGCACTTTGGGATAACCACCGGAAACGGTGGCTAATACCGGATATGACCTGGCGCGGCATCGCGTTGGGTGGAA 
AGTTCTGGCGGTGCAGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAGGGATGACGGCCT 
TCGGGTTGTAAACCTCTTTCAGCGCAGACGAAGCGAAAGTGACGGTATGCGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
GAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTTGCGTCGGGAGTCAAAACTCAGGGCTTAACCCTGAGCCTGCTTCCGATACGGGCAGA 
CTAGAGGTATGCAGGGGAGAACGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCATTACCTGACG 
CTGAGGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGTTGGGCGCTAGGTGTGGGACTCATTCCACGAGTTCCGTGCCG 
CAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCG 
ATGCAACGCGAAGAACCTTACCTAGGTTTGACATACACCAGAAGCCCCTGGAGACAGGGGTCTCTTTGGACACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCTTATGTTGCCAGCACGTCATGGTGGGGACTCATAAGAGACTGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGCCTAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCG 


AATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGCAACACCCGAAGCCAGTGGCCCAACCGTTTACGGAGGGAGCTGTCGAAGGTGGGGCGAGCGATT 
GGGACNAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTG 
ATNNTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATACATCGG 
AACGTGCCCGATCGTGGGGGATAACGGAGCGAAAGCTTTGCTAATACCGCATACGATCTACGGATGAAAGCAGGGGACCGCAAGGCCTTGCGCGGACGGAGCGGC 
CGATGGCAGATTAGGTAGTTGGTGGGATAAAAGCTTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTA 
CGGAACGAAAAGACTCCTTCTAATAAAGGGGGTCCATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAG 
CGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGTATAGCTA 
GAGTACGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGTACTGACGCTC 
ATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAATTCACTTTCTCAGTAACGAAGCTA 
ACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAA 
CGCGAAAAACCTTACCCACCTTTGACATGTACGGAATCCTTTAGAGATAGAGGAGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTAGTTGGGCACTCTAATGAGAC TGCCGGTGACAAACCGGAGGA 
AGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGC TACACACGTCATACAATGGATGGTACAAAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCC 
ATAAAGCCATTCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTC 
TTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGATG 
AACGCTAGCGATAGGCCTAACACATGCAAGTCGAGGGGCAGCATAGGGTAGCAATACTTTGATGGCGACCGGCGCACGGGTGAGTAACGCGTATGCAACCTACCT 
ATAACAGGGGAATAAGCCCGGAGAAATTCGGACTAATACCGCATAAAACAGGGGCTCCGCATGGTGATATTTGTTAAAGATTTATCGGTTATAGATGGGCATGCG 
TTCCATTAGCCAGTTGGTGAGGTAACGGCTCACCAAAGCAACGATGGATAGGGGTTCTGAGAGGTTTGTCCCCCACACTGGAACTGAGACACGGACCAGACTCCT 
ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAATCGCGTGAAGGAAGACTGCCTTATGGGTTGTAAACTTCTTTTATACAGG 
AATAAAAAGATTACGTGTAACTTATTGCAAGTACAGTACGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGA 
TTTATTGGGTTTAAAGGGTGCGCAGGCGGGAACTTAAGTCAGCGGTGAAATCTCGACGCTTAACGTCGAAACTGCCGTTGAAACTGGGTTTCTTGAGTATAGATG 
AAGTAGGCGGAATTCGTTGTGTAGCGGTGACATGCTTAGATATAACGAGGAACTCCGATTGCGTAGGCAGCTTACTAAGCTATAACTGACGCTGAAGCACGAAAG 
CGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTAGTTGTATGCGATATACCGTATGTGACTAAGCGAAAGCGATAAGTAA 
TCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTT 
ACCCGGGCTTGAAATGCAGAAGAATAACGTTGAAAGATGTTAGCCAGCAATGGCAACTGTGTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGG 
CTTAAGTGCCATAACGAGCGCAACCCACATTGTTAGTTACTAACAGGTCAAGCTGAGGACTCTAACAAGACTGCCGTCGTAAGATGCGAGGAAGGTGTGGATGAC 
GTCAAATCAGCACGGCCCTTACGTCCGGGGCGACACACGTGTTACAATGGGTGGTACAAAGGGCAGCTACTTGGTGACAAGATGCTAATCTCCAAAGCCACTCCC 
AGTTCGGATTGGAGTCTGCAACTCGACTCCGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCAAGCCATGGAAGCTGGGGGTATCTGAAGTGCGTAACCGCAAGGAGCGTCCTANGGTAAAACCGGTGACTGGGGCTAAGTCGTAACAANNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAGTTACCTTCGGGTAACGAGTAAAG 
CGGCGGACGGGTGAGTAACGCGTGGGTGATCTACCTTTAAGTTTGGAATAACTTCTCGAAAGAGGGGCTAATACCAAATAATCTCCTTTGGAGCAAAGATGGCTT 
TGCTATCGCTTAAAGATGAGCCTGCGTCCCATTAGCTAGTTGGTGAGATAACAGCTCACCAAGGCGACAATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACT 
GGGACTGAGATACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGCCTTC 
GGGTCGTAAAGCTCTGTCCTTAGGGAAGAACACTTCAGTTGTTAATATCAGCTGGAGCTGACGGTACCTTTGGAGGAAGCCCTGGCTAAMTACGTGCCAGCAGCC 
GCGGTAATACGTAGAGGGCTAGCGTTGTCCGGAATCATTGGGTGTAAAGGGTACGCAGGCGGTTTGGTCAGTCAAATGGTGAAATCCACCGGCTCAACCGGTGAA 
CTGCCTTTGATACTGCCAAACTTGAGGATAAGAGAAGAAAACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAATACCAATGGCGAAAGCAGT 
TTTCTAACTTACTCCTGACGCTCAGGTACGAAAGCTAGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGCTGGATACTAGGTGTTGGAGGT 
TCGACTCCTTCAGTGCCGTTAAGTTAACGCTTTAAGTATCCCACCTGGGGATTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGC 
GGAGCATGTGGTTTAATTCGAAGCAACGCGGAGAACCTTACCAGAACTTGACATCCCTGTGACCATTCCTTAATCGGAATTTTCTCTTCGGAGACATAGGAGACA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATTCTTAGTTGCCAGCACGTCATGGTGGGGACTCT 
AAGGAGACTGCCGCGGAAAAACGCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTTCTGGGCTACACACGTGCTACAATGGTCTATACAGTAG 
GTTGCTACATCGCGAGATGATGCTAATCTCTAAAGTAGATCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAGTCGCTAGTAATCGTGGATCA 
GAATGCCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGTGCGGGGTG 
GTTCGCCACCCAGCGGCGGACGGGTGAGTAACGCGTGGGTGACCTGCCCGGAAGTGGGGGACAACCCGGGGAAACCCGGGCTAATCCCCCATGTGGTCCCGGCCC 
CTGGGCCGTGACTAAAGGCCAAAAGCCGCTTCCGGATGGGCCCGCGTCCCATCAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCAACGACGGGTAGCCGGTCTG 
AGAGGATGGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCG 
CTTGCGGGACGAAGCCCCTCGGGGTGTAAACCGCTGAACCTGGGACGAAAACCCCCACAAGGGGACTGACGGTACCAGGGTAATAGCGCCGGCCAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGCGCAAGCGTTACCCGGATTCACTGGGCGTAAAGGGCGTGTAGGCGGCCCGGGGCGTCCGGCGTTAAAGCCCACGGCTCAACC 
GTGGAACCGCGCCGGATACGCCCGGGC TAGACGGCGGGAGAGGGTGGTGGAATTCCCGGAGTAGCGGTGAAATGCGCAGATACCGGGAGGAACGCCAATGGCGAA 
GGCAGCCACCTGGCCCGCCCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGTTGCGCGCTAGGTCTC 
TGGGTCCTCTGGGGGCCGAAGCTAACGCGTTAAGCGCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCTGGGGAACCCGGGTGAAAACCCGGGGTGCCCGCAAGGGAACCCCAGCACAG 
GTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGCCCTTAGTTGCCAGCGGGCAAGCCGGGCACTCTAA 
GGGGACTGCCGGCGAAAGCCGGAGGAAGGCGGGGACGACGTCTGGTCATCATGGCCCTTACGGCCTGGGCGACACACGTGCTACAATGCCCGCCACAAAGCGACG 
CAACCCGGCAACGGGAAGCCAATCGCAAAAAAGCGGGCCCAGTTCGGATTGGGGTCTGCAACCCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCC 
ACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACGCCATGGGAGCGGGCTCTACCCGAAGTCGCCCACCCCTACAGGGAGGCGCCCAGGGTA 
GGGCTCGTGACTGGGGCGAAGTCGTAACAAGGTAGCTGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTG 
AACGCTGGCGGCGTGCCTAAGACATGCAAGTCGAGCGGGGTAGGTTTATGCCTACCCAGCGGCGGACGGGTGAGTAACGCGTGGGTGACCTACCCGGAAGAGGTG 
GACAACCTGGGGAAACCCAGGCTAATCCGCCATGTGGTCCTATCCTGTGGGGTAGGACTAAAGGGGTGGATAGCCCCGCTTCCGGATGGGCCCGCGTCCCATCAG 
CTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGACGGGTAGCCGGTCTGAGAGGACGGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGC 
AGCAGTTAGGAATCTTCCGCAATGGGCGGAAGCCTGACGGAGCGACGCCGCTTGGAGGAGGAAGCCCTTCGGGGTGTAAACTCCTGAACTGGGGACGAAAGCCCC 
GGATAGGGGGATGACGGTACCCAGGTAATAGCGCCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGCGCGAGCGTTACCCGGATTTACTGGGCGTAAA 
GGGCGTGTAGGCGGCTTGGGGCGTCCCATGTGAAAGACCACGGCTCAACCGTGGGGGAGCGTGGGATACGCTCAAGCTAGAGGGTGGGAGAGGGTGGTGGAATTC 
CCGGAGTAGCGGTGAAATGCGCAGATACCGGGAGGAACGCCGATGGCGAAGGCAGCCACCTGGTCCACTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACC 
GGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGCGCGCTAGGTCTCTGGGTTTTAGTCTGGGGGCCGAAGCTAACGCGTTAAGCGCGCCGCCTGGGGAGTA 
CGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACAT 
GCTAGGGAACCTGGGTGAAAGCCTGGGGTGCCCGCGAGGGAGCCCTAGCACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTGCCCTTAGTTGCCAGCGGGATAGGCCGGGCACTCTAAGGGGACTGCCCGCGAAAGCGGGAGGAAGGCGGGGACGACGTCTGGTCAGCA 
TGGCCCTTAAGGCCTGGGCGACACACGTGCTACAATGCCCACTACAAAGCGATGCGACCCAGCAATGGGGAGCGAATCGCAAAAAGGTGGGCGTAGTTCGGATTG 
GGGTCTGCAACTCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCA 


TGGGAGCGGGTTCTACCCGAAGTCGCCGGGAGCCTGAGGGCAGGCGCCGAGGGTAGGGCCCGTGACTGGGGCGAAGTCGTAACAAGGTAGCTGTACCGGAAGGTG 
CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGNGCGGGCCGTGGGGTTT 
CTCACGGTCAGCGGCGGACGGGTGAGTAACGCGTGGGTGACC TACCCGGAAGAGGGGGACAACCTGGGGAAACCTAGGCTAATCCCCCATGTGGACACGTCCTGT 
GGGGCGTGTTTAAAGGGTGACGAGCCCGCTTCCGGATGGGCCCGCGTCCCATCAGCTAGTTGGTGGGGTAAGAGCCCACCAAGGCGACGACGGGTAGCCGGTCTG 
AGAGGACGGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGACGGAAGTCTGACGGAGCGACGCCG 
CTTGGAGGAGGAAGCCCTTCGGGGTGTAAACTCCTGAACTGGGGACGAAAGCCCTGATGAGGGGGATGACGGTACCCAGGTAATAGCGCCGGCCAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGNGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGTCTGGGGCGTCCCATGTGAAAGACCACGGCTCAACC 
GTGGGGGAGCGTGGGATACGCTCAGGCTAGACGGCGGGAGGGGGTGGTGGAATTCCCGGAGTAGCGGTGAAATGCGCAGATACCGGGAGGAACGCCGATGGCGAA 
GGCAGCCACCTGGCTCGTTCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGCGCGCTAGGTCTC 
TGGGGTTTCTGGGGGCCGAAGCCAACGCGTTAAGCGCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCTAGGGAACCTGGGTGAAAGCCTGGGGTGCCCGCGAGGGAGCCCTAGCACAG 
GTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCGTTAGTTGCCAGCGGGTGAGGCCGGGCACTCTA 
ACGGGACTGCCTGCGAAAGCAGGAGGAAGGCGGGGACGACGTCTGGTCATCATGGCCCTTACGGCCTGGGCGACACACGTGCTACAATGCCCACTACAGAGCGCT 
GCGACCCGGTGACGGGGAGCGAATCGCGGAAAGGTGGGCGTAGTTCGGATTGGGGTCTGCAACCCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGC 
CATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGCGGGTTCTACCCGAAGTCGCCGGGAGCCTTAGGGCAGGCGCCGAGGG 
TAGGGCTCGTGACTGGGGCGAAGTCGTAACAAGGTAGCTGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCC 
TGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTGCTTGCAGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTG 
ATCTGCCCCTGACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCAAGGATTGCATGGTTCTTGGTGGAAAGCTTTTGCGGTTGGGGATGGGC 
CCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGC 
AGGGACGAAGCGCGAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGG 
CGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATTCTGCAGCTTAACTGCAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAG 
CGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTCCATTTCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCT 
GGGTTTGACATACACCAGACGCCAGCAGAGATGTTGGTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAA 
GTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTTGGAGGGAACTGTNNAAGGTGGGATCGGCGATTGGGACGAANNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCCTTTTCTTTCACCGGAGCTTGCTCCACCGAAAGAA 
AAGGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCAGAAGGGGATAACACTTGGAAACAGGTGCTAATACCGTATAACAATAGAAACCGCATGGT 
TTCTATTTGAAAGGCGCTTTTGCGTCACTGATGGATGGACCCGCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCATAGCCGACCTGA 
GAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGC 
GTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAGAATGTTCATCCCTTGACGGTATCTAACCAGAAAGCCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCC 
CCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAAC 
ACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA 
GTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTCCCCTTC 
GGGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTT 
AGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGG 
GAAGTACAACGAGTCGCGAAGTCGCGAGGCTAAGCTAATCTCTTAAAGCTTCTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGANNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGAGCGAACGCTGGCGGCAGGCCTAATACATGCAAGTCGAGCGCACCTTCG 
GGTGAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTTGGTACGGAACAACTGAGGGAAACTTCAGCTAATACCGTATGTGCCCTTCGGGGGAAAGATT 
TATCGCCATTGGAGCGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCCACTAAGGCTACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGTATGATGAAGGTCTTAGGA 
TTGTAAAATACTTTCACCGGGGAAGATAATGACGGTACCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCT 
CGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGACAGCTTAGTCAGAGGTGAAAGCCCAGGGCTCAACCTTGGAACTGCCTTTGATACTGGCTGTCTTGAGTTCG 
GGAGAGGTGAGTGGAATGCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGCGGAACACCAGTGGCGAAGGCGACTCACTGGCCCGATACTGACGCTGAGGCGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGTTGTCGGCATGCATGCATGTCGGTGACGCAGCTAACGCATT 
AAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAG 
AACCTTACCACCTTTTGACATGCCCTGATCGCCGGAGAGATCCGGTTTTCCCTTCGGGGACAGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGCCATTAGTTGCCATCATTTAGTTGGGCACTCTAATGGTACTGCCGAGGTTAACTCGGAGGAAGGTGTGG 
ATGACGTCAAGTCCTCATGGCCTTACGGGGTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGTTGCAACCCTGCGAAGGTGAGCTAATCCCTAAAAGTCG 
TCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGATGCGCTAACCGCAAGGAGGCAGTGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGG 
TAGCCGTAGGGGAACATGCGGTTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCATGCCTAAC 
ACATGCAAGTCGAACGGACTTTTAGTCTTTAGTTTACTAAATACTAAAAGTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCCATAAGTTGGGGATAA 
CTCCGGGAAACCGGTGCTAATACCGAATAAGCTTAATTTACCGCATGGTAGATTAAGTAAAGATGGCCTCTTTACAATGCTATCGCTTATGGATGGACCCGCGTC 
TGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAACTCTGTCCTAATGGAAG 
AAAGGCTATGGTGCAAATAGTGCCATAGATTGACGGTACATTGGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGT 
CCGGAATTACTGGGCGTAAAGAGCGTGTAGGCGGATTTTTAAGTCAGGTGTGAAAACTTTGGGCTTAACCCAGAGACTGCATCTGATACTGGAAGTCTTGAGTGC 
AGGAGAGGAGAGTGGAATTCCTAGTGTTAGCGGTGAAATGCGTTAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGACTC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTTGGGGGGTCAAAGCCTCAGTGCCGCAGTTAACACAT 
TAAGTACCCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAA 
GAACCTTACCAAGACTTGACATCCCTTTGACCGCTCTTTAATCGGAGCTTTCCTTCGGGACAAAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACTTCTAGTTGCCATCATTAAGTTGGGCACTCTAGAGGGACTGCCGGTGATAAACCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGACAGTACAAAGGGCAGCAAAGCCGCGAGGCCAAGCAAATCCCAAAAAGC 
TGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACA 
CACCGCCCGTCACACCACGAAAGTTGGTAACACCCGAAGCCGGTGATCTAACCTTAGGGAAGAAGCCGTCGAAGGTGGGATCAATGATTGGGGTGAAGTCGTAAC 


AAGGTAGCCGTATCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACAC 
ATGCAAGTCGAGCGAGGAATTTCCTTCGGGAAATTCCTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGGATAGCCCTCCGAAAGGAG 
GATTAATACCGCATAATGTTGTTGAATCGCATGATTCGATAACCAAAGGAGCAATCCGCTATGAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGC 
TCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCC 
ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATACTTAAGTGGGATGTGA 
AATACCCGGGCTCAACTCGGGTGCTGCATTCCAAACTGGGTGTCTAGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGA 
AGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACAGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGGGTACTAGGTGTAGGAGGGTCCAACCTTCTGTGCCGCCGTTAACACAATAAGTACCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCTTAANCGGGGAAGTCCG 
TCCCTTTGGGACAAACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTT 
GCTACCATTTAGTTGAGCACTCTAGCAAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGT 
GCTACAATGGCGAGTACAAAGAGACGCAAGACCGTGAGGTGGAGCAAATCTCAAAAACTCGTCCCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCCGG 
AGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCGAAGTCCGTGAG 
CTAACCCGTAAGGGGGCAGCGGCCGAAGGTAGGGTCAGCGATTGGGGTGAAGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNC 
TCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGGGCACTTGTGCCCGAGTGGCGAACGGGTGAGTAATACATAAGTAACCTGGCCTTTACA 
GGGGGATAACTGCTGGAAACGGTAGCTAAGACCGCATAGGTAGGGACACTGCATGGTGACCGTATTAAAAGTGCTGCAAGGCACTGGTAGAGGATGGACTTATGG 
CGCATTAGCTGGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAAGGAAGAAGGAATTCGTTCTGTAAACTTCTGTTATAAAGGAA 
GAAAGGCGGATGGAGGAAATGACATCCGAGTGACGGTACTTTATGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTAT 
CCGGAATTATTGGGCGTAAAGAGGGAGCAGGCGGCAGCAAAGGTCTGTGGTGAAAGACTGAAGCTTAACTTCAGTAAGCCATAGAAACCAGGCAGCTAGAGTGCA 
GGAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACGATCTGGCCTGTAACTGACGCTCAGTCCCG 
AAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTTGGAAGTCAAATTTCAGTGCTGCAGTTAACGCAGTAA 
GTACTCCGCCTGAGTAGTAGCTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAGGTCTTGACATACTCATAAAGGATCCAGAGATGGATAGATAGTTATATGAGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTACCATCATTAAGTTGGGGACTCTAGCGAGACTGCCAGTGACAAGCTGGAGGAAGGCGGGGATGACG 
TCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTGCAGAGGGAAGCGAAGCCGCGAGGCGAAGCAAAACCCATAAAACCATTCTC 
AGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCC 
CGTCACACCATGAGAGTTGATAACACCCGAAGCCGGTGGCCTAACCGAAAGGAAGGAGCTGTCTAAGGTGGGATTGATGATTGGGGTGAAGTCGTAACAAGGTAT 
CCCTACGGGAACGTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACAC 
ATGCAAGTCGAGCGAAGCGATTTAAATGAAGTTTTCGGATGGAATTTAAATTGACTGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGG 
GATAACAGTTGGAAACGACTGCTAATACCGCATAAGCACACAGTGCCGCATGGTACGGTGTGAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGGTA 
GTTGGTGAGGTAACGGCCCACCAAGCCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTGTTTCGGCATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGG 
TACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCG 
ATGCAAGTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGTTGCTGGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAA 
ATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGGAGCAAAGCTCTTCGGTGCCGCCGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAAT 
GAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCGGAATGACCGGT 
CCGTAACGGGGCCTTCCCTTCGGGGCATTCCAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATCCTTAGTAGCCAGCAAGTCAAGTTGGGCACTCTGGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTT 
GGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCAAAGGAGTGATCTGGAGCAAACCCCAAAAATAACGTCTCACTTCGGATTGTAGTCTGCAACTCGA 
CTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAACGC 
CCGAAGTCAGTGACCCAACCGCAAGGAGGGAGCTGCCGAAGGCGGGACTGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGGAGAATCTGGTGCTTGCACCAGAGGA 
TCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTAAGGAGGGGAATAACAGGCCGAAAGGTCTGCTAATACCGCATAAGACCTTAGCTTCGCATGGA 
GCATAGGTTAAAGATTTATCGCCTTAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGT 
GATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGC 
GATGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCGCTGAAGATAATGACGGTAAGCGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGTGCGTAGGTGGTTTTTTAAGTGGGATGTGAAATCCCTGGGCTCAACCCAGGAACTGCATTCCAAACT 
GGAAAACTAGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAA 
CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGCACTAGGTGTAGGGGAGACCATCCTCTGTGC 
CGCAGTTAACACATTAAGTGCTCCGCCTGGGAAGTACGATCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTAGCGGAGCATGTGGTTTAATT 
CGAAGCAACGCGAAGAACCTTACCAGGACTTGACATCCTTAGAATCCTGCAGAGATGCGGGAGTGCCCTTCGGGGAACTAAGAGACAGGTGGTGCATGGTTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCAGCATTTCGGATGGGCACTCTAGCGAGACTGCCGAGGTTA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGGCTACACACGTGCTACAATGGCTGGTACAGTGAGATGCAAGACCGCGAGGTGG 
AGCAAATCTACAAAACCAGTCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAGTTACTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGCCTGTGAGCTAACCGTAAGGAGGCAGCAGTCGAAGGTGGGGTCGATGATT 
GGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGACGAACGC 
TGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGTTGATTCTCTTCGGAGATGAAGCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTCATAGAGGG 
GAATAGCCTCCCGAAAGGGAGATTAATACCGCATAAGATTGTAGCTTCGCATGAAGTAGCAATTAAAGGAGCAATCCGCTATGAGATGGGCCCGCGGCGCATTAG 
CTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGA 
CGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCG 
GACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGT 
GAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAG 
ATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATT 
ACCCGTAACTGGGGAAGCCACTTCGGTGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCT 
AGGGCTACACACGTGCTACAATGGCAAGTACAAAGAGAAGCAAGACCGCGAGGTGGAGCAAAACTCAAAAACTTGTCTCAGTTCGGATTGTAGGCTGAAACTCGC 
CTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATAC 
CCAACGTACGTGATCTAACCCGCAAGGGAGGAAGCGTCCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAANNNNNNNNNNNNN 


NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGGAGATTCCCTTCGGGGAT 
GAACCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTATAGAGGGGAATAGCCTTCCGAAAGGAAGATTAATACCGCATAACATTACATTTTCGCAT 
GAAGAAGTAATTAAAGGAGTAATCCGCTATAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAG 
AGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCG 
TGAGTGATGAAGGTCTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTC 
AAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGAT TAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGAC 
TGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTGTCATGACC 
TCTGTGCCGCCGCAAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGG 
TTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCTTAATCGAGGAAGTCCCTTCGGGGACAGGAAGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTAAGTTGAGCACTCTAGCAAGACTGCCCGG 
GTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAAAAAGATGCAATACCGCAAG 
GTGGAGCTAAACTTAAAAACTTGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACCCGTAAGGGAGGCAGCGACCTAAGGTAGGGTCA 
GCGAATGGGGTGAAGTCGTAACAAGGTAGCCGTAGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCGTG 
CCTAATACATGCAAGTCGAACGCTTTGATTTTCACCGGAGCTTGCTCCACCGAAAATCAAAGAGTGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCAACAG 
AGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATTTGTTTTCCCGCATGGGAGAATAATAAAAGACGCTTCGGTGTCACTGTTGGATGGGCCCGCGCT 
GCATTAGTTAGTTGGTGGGGTAATGGCCTACCAAGACCGTGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAG 
AACAAGTGGGAGAGTAACTGTTCCCACCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTC 
CGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCTCGGCTCAACCGAGGAAGGTCATTGGAAACTGGGGAACTTGAATGCA 
GAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAATTGACGCTGAGGCTCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGTTAACGCA 
TTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGA 
AGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAATGAGTCGCGAGACCGCGAGGTTTAGCTAATCTCTTAAAG 
CCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCACGAGAGTTTGTAACACCCAAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGATAGATNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTGCTGGGTAC 
TCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGAACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTGGAGTGCATGCTC 
TGGGGTGGAAAGCTTTTGCGGTTCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTG 
ATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGG 
ATGACGGCCTTCGGGTTGTAAACCTCTTTCACCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATTCTGCAACTCAATTGTAGGCGTGCAGGCGA 
TACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTA 
GTAACTGACTCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCATTTCACGAG 
TTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTG 
GATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACGCATGTAGAGATACATGTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGA 
GGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGG 
ATCGGCGATTGGGACGAAGTCGTAACAAGGTAACCGTACCGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCG 
GCGTGCCTAATACATGCAAGTCGAACGAACAGCGACTTGAACTTGTTCAAGTCAATGTTAGTGGCGCACGGGTGAGTAACACGTGGAGAACCTACCCTTAAGCGG 
GGGATAACCATTGGAAACGATGACTAATACCGCATAGAATCACAGATCNCATGATCAATGAAGGAAAGACGGCTTCGGCTGTCNCTTAAGGATGGCTCCGCGGTG 
CATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCAATGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCNTACG 
GGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTCTTCGGATCGTAAAGCACTGTTGTTAGAGAAGA 
ACGACCGGTAGAGTAACTGTTACCGGAGTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCC 
GGATTTATTGGGCGTAAAGGGAGCGCAGGCGGTGACTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGTCACTTGAGTACAG 
AAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAAGCGGCTTTCTGGTCTGAAACTGACGCTGAGGCTCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTTCAGTGCTGGAGTTAACGCAA 
TAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGTCTTGACATAGGATGCATAACCTAGAGATAGGTGAAGTCCTTCGGGACATCCATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCACTAGTTGCCAGCATTAAGTTGGGGACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGAACTCGCAAGGGCAAGCGAATCTCTTAAAGCC 
ATTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACAC 
ACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGCCTAACTTAGGAGGGAGCCGTCGAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGTGGCGTGCTTAACACATGCAAGTCGTGCGAGAACGGTTTCTTCG 
GAGACTTAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGATAATCTACCTTGAAGACTGGGATAACAGCTGGAAACGACTGCTAATACCGGATACGTTTCATATT 
TAACTTTATGAGAGAAAGAGGGCCTCTGNTTACAAGCTTTCACTTCGAGATGAGTCCGCGTTTCATTAGGTAGTTGGTAGGGTAACGGCCTACCAAGCCGACGAT 
GAATAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTG 
ACGCAGCGACGCCATGTGAGGGATGAAGGCTTTCGGGTCGTAAACCTCTGTCAGGAGGGAAGAAACTGTTTGGACTTAATACGTCCTTTCACTGACGGTACCTCC 
AGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGCGCGTAGGCGGCCTTATAAG 
TCAGGTGTGAAAGCCCTCGGCTCAACCGGGGAATTGCACTTGATACTGTAAAGCTTGAGTATCGGAGAGGATGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTA 
GATATCTGGAGGAACACCAGTGGCGAAGGCGGCCATCTGGACGATAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCTGTAAACGATGGATGCTAGATGTCGGGAGCTAACCCTTTCGGTGTCGAAGTTAACGCGATAAGCATCCCGCCTGGGGAGTACGGTCGACCGGCTGAAACTCA 
AAGGAATTGACGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGACTTGACATCCTGCGAATCCTCTAGAAATAG 
AGGAGTGCCCTTCGGGGAATGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGCT 
AGTTGCCATCACATAATGGTGGGCACTCTAGTGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCTTACGTCCAGGGCTACA 
CACGTACTACAATGGTGGATACAAAGGGTTGCCAAGCCGCGAGGCCGCGCCAATCCCAAAAAGTCCATCCCAGTCCGGATCGCAGTCTGCAACTCGACTGTGTGA 
AGTTGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCTGGTTCTACCCGAAATC 
GACGGACTAACCCCTTGTGGGAGGTAGTCGCCTACGGTAGGGCTGGTGATTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 


NGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGGAGAGCTTGCTCTTTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCTTCCACTTCGG 
GATAACATTCGGAAACGGGTGCTAATACCGGATATGACCTTGGGACACATGTTTTGGGGTGGAAAGTTTTTCGGTGGAAGATGGGCTCGCGGCCTATCAGCTTGT 
TGGTGGGGTAATGGCCTACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAGAGTGA 
CGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTANGTG 
GTTTGTCGCGTCTGGTGTGAAAATCCACGGCTCAACCGTGAGCTTGCATCGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GGAATGCGCAGATATCACGAGGAACACCGATGGCGAAGGCATGTCTCTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCTTTCCACGAGTTCTGCGCCGTAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGA 
ATCGGCTAGAGATAGTCGCGTCTTCGGACTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTC 
GACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAA 
CACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGACCTCGGAGCTT 
GCTCCGGGTGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTTTCTCTGGGATAACTCCGGGAAACCGGTGCTAATACTGGATACGACCCGAGC 
GGGCATCCGCATCGGGTGGAAAGTTTTTCGGTAAGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCC 
TGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGC 
CGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCTTTTGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACTCGGGGCTTAACCCCGAGC 
CTGCAGTGGGTACGGGCAGACTAGAGTATGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGG 
TCTCTGGGCCATAACTGACGCTGAGAAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGACTC 
ATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGC 
GGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACACCCAGAGATGGGTGCCCCGCAAGGTCGGTATACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCAGTACAAAGGGCTGCG 
AAACCGCGAGGTGGAGCGAATCCCAAAAAACTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAACTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGA 
AGGTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNGACGAACGCTGGCGGCGTGCATAATACATGCAAGTCGAACGCACTGACGGAGAACTTGTTCTCTTGACGTGAGTGGCGCACGGGTGAGTAACA 
CGTGGGAAACCTACCCTTCAGCGGGGGATAACCATCGGAAACGATGACTAATACCGCATAGACGACAGAACCGCCTGGTTCAATCGGGAAAGACGGCTTCGGCTG 
TCACTGAAGGATGGTCCCGCGCTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGATGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGAC 
TGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTTTTCGGATC 
GTAAAGCACTGTTATTAGAGAAGAACAGCCGATAGAGTAACTGTTATCGGTTTGACGGTATCTAACCAGAAAGTGACGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGTCACAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACGGCATT 
GGAAACTGGCAAACTTGAGTATAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGG 
TCTATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGTTAAGTGTTGGGGGGCTTCCAC 
CCCTCAGTGCTGGCGTTAACGCAATAAACACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTCTTGCATAGCCTAGAGATAGGTGAAACCCTTCGGGGCAAGAAGACAGGTGGTGCATG 
GTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCATTAGTTGCCAGCATTCAGTTGGGGACTCTAATGAGACTGCCG 
GTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAGCGAGCAGCGACCCCGCG 
AGGGCAAGCGAATCTCTCAAAGCCATTCTCAGTTCGGATCGTTCTCTGCAACTCGAGAGCGTGAAGCCGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTG 
AATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGGTGGCCTAACCTTTATGGAGGGAGCCGTCGAAGGTGGGAT 
AGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGC 
NTAATACATGCAAGTCGAACGCACTGACGGAGAACTTGTTCTCTTAACGTGAGTGGCGGACGGGTGAGTAACACGTGGGAAACCTACCCTTGAGCGGGGGATAAC 
GGTCGGAAACGATCGCTAATACCGCATAACAGCAATCATCGCCTGATGGTTGATTGAAAGATGGCTCTGCTATCACTCAAGGATGGGCCCGCGGTGCATTAGCTA 
GTTGGTAAGGTAACGGCTTACCAAGGCCATGATGCATAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGC 
AGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTTTTCGGATCGTAAAGCACTGTTATTAGCCAAGAACACCCCTA 
GTAGTAACTGGCTAGGGATTGACGGTAACTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATT 
GGGCGTAAAGGGAGCGCAGGCGGTGACTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGGTCACTTGAGTACAGAAGAGGAAA 
GCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGATACTGACGCTGAGGCTCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTTCAGTGCTGGCGTTAACGCAATAAGCACTC 
CGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGTCTTGACATCCTATGACCACTCTAGAGATAGAGTTTCTCTTCGGAGCATAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTATAACTAGTTGCCAGCATTCAGATGGGGACTCTAGTTAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAA 
ATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGATACAACGAGCAGCAAACTCGCGAGGGTAAGCGAATCTCTTAAAGTCGTTCTCAGTT 
CGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAATCCGTTCCCGGGTCTTGTACACACCGCCCGTC 
ACACCACGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAACACATGCAAGTCGTGCGAGAAAGGGGGCTTC 
GGTCCCTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTGGGTGATCTACCCGGAAGTCTGGGATAACGGTGGGAAACTGCCGCTAATACCGGTTACGCTTCCAAT 
TCAGAATTGGAGGGAAAGACGGCCTCTGCTTGCAAGCTGTCGCTTTCGGATGAGCCCGCGTCCCATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCAACGAT 
GGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTG 
ACGCAGCGACGCCGTGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCTCTGTCGGGAGGGAAGAACCGCCAGGTTTCGAACAGAGACCTGGCCTGACGGTACCTCT 
AGAGGAAGCGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGCGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCGAGATAAG 
TCGGGCGTGAAAGCCCTCGGCCCAACCGAGGAATTGCGTTCGATACTGTTTGGCTTGAGTCCTGGAGAGGGTGGCGGAATTCCGGGTGTAGGAGTGAAATCCGTA 
GATATCCGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCTGTAAACGATGGATGCTAGGTGTCGGGGGGCGACCTTCGGTGCCGAAGTTAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACATCCCTCGAACCCTCCTGAAAGGGA 
GGGGTGCCCTTCGGGGAGCGGGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTA 
GTTGCCAGCGAGTAATGTCGGGCACTCTAGGGAGACCGCCTCGGTCAACGGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACA 
CACGTACTACAATGGCGGATACAAAGGGTAGCGAAGCCGCAAGGTGAAGCCAATCTAAAAAATCCGTCCCAGTCCGGATCGGGGTCTGCAACTCGACCCCGTGAA 
GTCGGAATCGCTAGTAATCGGAGATCAGCATGCTCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGTTCTACCCAAAACCG 
CCAGGCTAACCTTCGGGAGGCAGGCGTCTACGGTAGGGCTGATGATTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAGGAAGGAATCTTCGGATTCCTGAGTAGAGT 


GGCGCACGGGTGAGTAACACGTGGATAACCTGCCCTATGATCTGGGATAACATTTCGAAAGAGATGCTAATACCGGATAAGCCTACACAATCTTCGGAGCGAGTA 
GGAAAAGATTTATCGTCATAGGATGGGTCCGCGGTCCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCCACGATGGATAGCTGGTCTGAGAGGATGATCAG 
CCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAA 
GGCCTTTGGGTCGTAAACTTCTGTCAGTGGGGAAGAAATGCCAGTAATGGTGATGACGGTACCCGCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCATGTAGGCGGACTGTTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCAT 
TGGATACTGGCAGTCTTGAGTATGGGAGAGGAAAGTGGAATTCCGAGTGTAGGAGTGAAATCCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTG 
GACCAATACTGACGCTGAGATGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGCGGGTAACCAC 
TCCTGCAGTGCCGCAGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGACATCCCGATCGTACATTATGGAAACATAGTGGTCAGTTCGGCTGGATCGGTGACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTTAGTTGGGCACTCTAGGGAGAC 
TGCCGGTGTTAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATATCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGATA 
CCGCGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGTATCAGCATGACG 
CGGTGAATACGGGCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCTATTGTACCGGAAACCGGTGGGCCAACCTTCGGGAGGCAGCCGTTTATGGTA 
TGATCGGTAACTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGGATGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGCGGACTTCGGTCTGGCGGCGAGTGGCGAACGGGTGAG 
TAATGCATCGGAACGTACCTATTAGTGGGGGATAACGCTTCGAAAGGAGTGCTAATACCGCATACGACCTGAGGGTGAAAGTGGGGGACCGCAAGGCCTCACGCT 
AATAGATCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCAGTAGCGGGTCTTAGAGGACGATCCGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAA 
GCCCTTTTGTTTGGGAGCAAATCCTGCGGGTTAATACCCTGTGGGGATGAGAGTACCAAAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGTGGTTTGACAAGACCGACGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGTTGGTGA 
CTGTCTGACTAGAGTGTGGCAGAGGGGGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGAGATGCGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCTAA 
CACTGACACTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGATTTTCGGATCTTAG 
TAACGAAGCTAACGCGAGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATGATGTGGATTA 
ATTCGATGCAACGCGAAAAACCTTACCTGGTCTTGACATGTACGGAATCTTTTAGAGATAGAAGAGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCCATCATTAAGTTGGGCACTTTAATGGGACTGCCGGTGACA 
AACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTCGCTAAGCCGCGAGGTGG 
TGCCAATCTCATAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCGCCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGCGGGATTCATGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCG 
GCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGTGCTTGCACCTGGTGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCGGAAGTGGGGGAT 
AACGTAGCGAAAGTTACGCTAATACCGCATATTCTGTGAGCAGGAAAGCGGGGGATCTTCGGACCTCGTGCTTTCGGAGCGGCCGATGTCGGATTAGCTAGTTGG 
TGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAATGGTCTGGGCTA 
ATACCCTGGGCAGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTGCGCAGGCGGTTTTGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGAGACTGCAAGGCTAGAGTGTAGCAGAGGGGGGTAGA 
ATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCTACTACTGACGCTCATGCACGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGATGTTGGAAGGGTTAAACCTTTTAGTGTCGTAGCTAACGCGTGAAGTTGACCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACC 
CTTGACATGTCAGGAACCCTGGAGAGATCTGGGGGTGCCCGAAAGGGAGCCTGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGCCATCATTAAGTTGGGCACTTTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAG 
TCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTTCAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCTCAGAAAGCCGATCGTAGTCC 
GGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCA 
CACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTA 
GGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAATACATGCAAGTCGAACG 
GTAACATAGGAAAAGCTTGCTTTTCCTGATGACGAGTGGCGGACGGGTGAGTAAAGTTTGGGAAGCTACCTGATAGAGGGGGACAACAGTTGGAAACGACTGCTA 
ATACCGCATACAGCCTGAGGGTGAAAGCAGCAATGCGCTATCAGATGCGCCCAAATGGGATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCTCTA 
GCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGCA 
GCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCGGAGGGGAGGAGAATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTAAACAAGTAGGATGTGAAATCCCCGGGCTCAACCTGGG 
AAGCGCATACTAAACTGTTTAACTAGAGTATTGCAGGGGGAGACGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAAGGCGAAGGCA 
GTCTCCTGGGCAAATACTGACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAATTAGGAGCTTGTG 
CGATAGTATGGGTTCCGCAGCAAACGCGATAAATTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGACCTTGACATAGTGAGAACCTCTCTGAAGGGAGAGGGTGCCTTCGGGAGCTCACATACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTTGTTGCCAGCGGGTAAAGCCGGGAACTCAAAGGA 
GACTGCCAGTGACAAACTGGAGGAAGGCAGGGATGACGTCAAGTCATCATGGCCCTTACGGTCAGGGCTACACACGTGCTACAATGGGGCGTACAGAGGGAAACG 
ATACCGTGAGGTGGAGTGGAACCCACAAAGCGTCCCTAAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATG 
TTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGTAGCTAGCTTAACAGCAATGAGGGCGGTTACCACG 
GTGTGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAACCATAGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGATTGA 
ACGCTGGCGGCAGGCTTAATACATGCAAGTCGAACGGTAGCAGCAGGAAAGCTTGCTTTTCTGGCTGACGAGTGGCGGACGGGTGAGTAATACCTGGGAAACTGC 
CTATAAGAGGGGGATAACACCTGGAAACGGGTGCTAATACCGCATAAACCCTGAGGGGAAAAGGATGGGAAACCATGCGCTTATAGATGTGCCCAGGAGGGATTA 
GCTAGTTGGGGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGG 
CAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGCTG 
AAGTTCGAACAGGGCAGAAAGCAGACGTTACCCGCAGAAGAAGCGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGCGCAAGCGTTAATCGGAATA 
ACTGGGCGTAAAGCGCACGCAGGCGGTTATGCAAGTCAGATGTGAAATCCCAGCGCTTAACGTTGGGCGGTCATTTGAAACTGCAAGACTAGAGTACTATAAGGG 
GAGCTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAAGAACACCGGTGGCGAAGGCGAGCTTCTGGATAGTAACTGACGCTCAGGTGCGAAAGCGT 
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCAATTAGGAGTCTAGTCCGAAGAGGCTGGGTTCCGCAGCTAACGCTTTAAATTGA 
CCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTA 
CCTGAACTTGACATATACGATGATCTGTCTGAGAGGATGGAGTACCCGCAAGGGAATCGTAAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTTGTTGCCAGCGCGTAAAGGCGGGAACTCAAAGAAGACTGCCGGTGATAAACCGGAGGAAGGCAGGGATG 
ACGTCAAGTCATCATGGCCCTTACGTTCAGGGCTACACACGTGCTACAATGGTTTGTACAGAGGGAAGCGAAGTCGCGAGACGGGGCAGATCTCAGAAAGCAAAT 
CGTAGTCCGGATTGGAGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTGAATTGCACCAGAAGTAGTTAGCGTAACCGCAAGGGGCGCGATTACCACGGTGTGGTTTATGACTGGGGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGTGGCGAACGGGT 


GAGTAATGCATCGGAACGTGCCCATGTCGTGGGGGATAACGTAGCGAAAGCTACGCTAATACCGCATACGTCCTGAGGGAGAAAGCGGGGGATCTTCGGACCTCG 
CGCGATTGGAGCGGCCGATGTCGGATTAGCTAGTAGGTGGGGTAAAGGCCCACCTAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACAGTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTG 
TAAAGCTCTTTCGGCCGGGAAGAAATCGTGTTCTCTAACATAGGACATGGATGACGGTACCGGACTAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTT 
GTGACTGCAAGGCTAGAGTACGGCAGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGG 
CCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGC 
ACTGAGTGACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGT 
GGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAACCTTGCTGAGAGGCGAGGGTGCCTTCGGGAGCCAGAACACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCACTAGTTGCCATCATTGAGTTGGGCACTCTAGTGAGACTGCCG 
GTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCG 
AGGTGGAGCCAATCCCTTAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTG 
AATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATT 
CATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGC TGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
GGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCATGTCGTGGGG 
GATAACGTATCGAAAGGTACGCTAATACCGCATACGTCCTGAGGGAGAAAGCGGGGGATCGCAAGACCTCGCGCGATTGGAGCGGCCGATGTCGGATTAGCTAGT 
AGGTGAGGTAAAGGCTCACCTAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCCGGGAAGAAATCGCGCACT 
CTAACATAGTGCGTGGATGACGGTACCGGACTAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTTGTGACTGCAAGGCTAGAGTACGGCAGAGGGGGGT 
GGAATTCCTGGTGTAGCAGTGAAATGCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGCACTGAGTGACGCAGCTAACGCGTGAAGTCGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCT 
ACCCTTGACATGTCTGGAACCTTGCTGAGAGGCGAGGGTGCCTTCGGGAGCCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTGGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAA 
GTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCTTAAAGCCGATCGTAGTC 
CGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTC 
ACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGT 
ATCGGAAGGTGCGGCTGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCAGGCCTAACACATGCAAGTCGA 
GCGCACCCTTCGGGGCGAGCGGCGGACGGGTTAGTAACGCGTGGGAACATACCCTTTTCTACGGAATAGCCTCGGGAAACTGAGAGTAATACCGTATACGCCCTT 
CGGGGGAAAGATTTATCGGAGAAGGATTGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAACGGCCTACCAAGTCTACGATCTATAGCTGGTTTTAGAGGATGAT 
CAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGTGTGAT 
GAAGGCCTTAGGGTCGTAAAGCACTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
GGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGATCAGAAAGTAGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCCTAAACTCCT 
GGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTG 
ACGCTGAAGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAATCGTCGGGCAGTATACTGTTCGGTGACA 
CACCTAACGGATTATGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
AAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTGTGCTAACCCGAGAGATCGGGCGTTCACTTCGGTGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCTTTAGTTGCCATCAGTTCGGCTGGGCACTCTAAAGAAACTGCCCGTGATAAGCG 
GGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAGCTGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCGCTAACCTTCGGGGGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTAGGGGAACCTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTGG 
AACGCAGTTAATTCACCGGAGCTTGCTCCACCGAATTGACTGAGTCGCGAACGGGTGAGTAACGCGTAGGTAACCTGCCTTGTAGCGGGGGATAACTATTGGAAA 
CGATAGCTAATACCGCATAACAATATTTGACACATGTCAGATATTTGAAAGGAGCAAGTGCTCCACTACGAGATGGACCTGCGTTGTATTAGCTAGTAGGTAGGG 
TAACGGCCTACCTAGGCAACGATACATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAAT 
CTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAATGATAGTAAGAGTGGAAA 
ATTTACTAAGTGACGGTATCTTACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAA 
GCGAGCGCAGGCGGTTGTATAAGTCAGAAGTAAAAGGCAGTGGCTCAACCATTGTGTGCTTTTGAAACTGTACAACTTGAGTGCAGAAGGGGAGAGTGGAATTCC 
ATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGTCCTTTCCGGGACTCAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGA 
GTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGA 
CATCCCGATGCCCGCTCTAGAGATAGAGTTTTACTTCGGTACATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTTAAAGCCGATCTCAGTTCGGATTGT 
AGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGGTAGTAGCAATACTACTAGTGGCGCACGGGTGCG 
TAACGCGTAACCAACCTGCCCTGAACTGGGGGATAGCCCGCCGAAAGGCGGATTAATACCGCATAAACCAACAGTGTGGCATCACANAATTGGTAAAGATTTATT 
GGTTCAGGATGGGGTTGCGTAGCATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGCTTAGGGGACCTGAGAGGGTGATCCCCCACACTGGCACTG 
AGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAGAGTCTGACCCAGCCATGCCGCGTGCCGGATGAAGGCCTTCTGGGTTG 
TAAACGGCTTTTCTCAGGGAAGAAAAAGACCATGCGTGGTACACTGACGGTACCTGAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCCGTTAAGTCCGGGGTGAAAGCCCACAGCTCAACTGTGGAACTGCCCTGGATACTG 
GCGGGCTTGAGTCCAGACGAGGTTGGCGGAATGGAAGGTGTAGCGGTGAAATGCATAGATACCTTCCAGAACCCCGATTGCGTAGGCAGCTGACTAGGCTGGTAC 
TGACGCTNAGGCACGAAAGCNTGGGGAGCGAACAGGATTAGATACCCTGGTANTNNACGCCGTAAACGATGGATACTCGCTGGTAGCGATATACTGTTACTGGCT 
TAGCGAAAGCGGTAAGTATCCCACCTGGGGAGTACGCTCGCAAGAGTGAAACTCANAGGAATTGACGGGGGCCCGCACAAGTGGTGGAGCATGTGGTTTAATTCG 
ATGATACGCGAGGAACCTTACCTANGCTANAATGCGCGTGACCGGTTCANAGATGAGCCTTTCCTTCGGGACACAAAGCAAGGTGCTGCATGGCCGTCGTCAGCT 
CGTGCCGTGAGGTGTTGGTAAAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCATGTAATGGTGGGGACTCTAAACAGACTGCCTGCGCAAGCAGT 
GAGGAAGGCGGGGACGACGTCAGGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGCGGTACAGCGGGTTGCTACTTAGCGATAAGATGCCA 
ATCTCACAAAACCGTTCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCACTAGTAATCGCGTATCAGCAATGACGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGTTTGGTAGACCTGAAGCTGGTGCTCCTCACAGAAGCCAGTTAGGGTAGAACAAGTAACTANGGCTAANN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTTGAATAAGT 
GCTTGCACTAATTCAACTTAGCGGCGAACGGGTGAGTAACACGTAAAGAACCTGCCTCATAGACTGGGACAACTACTGGAAACGGTAGCTAATACCGGATAACAT 
ATTTTTCTGCATGGAAGAATATTGAAAGTCGGTCATGCTGACACTATGAGATGGCTTTGCGGTGCATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGA 


TGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCT 
GACGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGTTCGTAAAACTCTGTTGTTAGGGAAGAATGATTGTATAGTAACTATATACAGTAGAGACGGTACCTAA 
CCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTTAAAAAG 
TCTGATGTGAAAGCCCACGGCTCAACCGTGGAAGGTCATTGGAAACTGTTAAACTTGAGTGCAGGAGAGAAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTA 
GAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTTTGGCCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTANATACCCTGGTAGTCCA 
CGCCGTAAACGATGAGTGCTAAGTGTTGGAGTCATAAGACTTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCA 
AAGGAATTGACGGGGACCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATACAGTGANGATTTAAGAGATT 
AGATTGTTTATACCTNTGGTATAACACTGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTNTCNNNAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
TATCTAGTTGCCAGCAGTAAGATGGGGACTCTAGATAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGC 
TACACACGTACTACAATGGATAGGAACAAAGAGAAGCGACCTCGTAAGAGCAAGCCAACCTCATAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTA 
CATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACT 
CTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATATGTCCCGTCACCGCATGGTGTGCGGGTGGAAAGATTTTTCGGTTGGGGATGGGCTCGCGGCCTATCA 
GCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGA 
AAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCG 
TAGGCGGTCTGTCGCGTCTGCTGTGAAATTCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGT 
AGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAG 
ATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCTTTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATAC 
ACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTGAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCC 
CTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCAATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTC 
TGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAA 
GTCGGTAACACCTGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTCTTTTTCACCGGGTGCTTGCACCC 
ACCGAGAAAGAGGAGTGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCATCAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATTCTTTTTG 
TCGCCTGACAGAGAGATAAAAGACGCTTTCGGGTGTCACTGATGGATGGGCCCGCGCTGCATTAGCTAGTTGGTGGGGTAANGGCTCACCAAGGCCATGATGCAT 
AGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCG 
AGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGTGAGAGAGTAACTGTTCTCACCTTGACGGTATCTAACCAGA 
AAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCCTTAAGTCTGA 
TGTGAAAGCCCCCGGCTCAACCGGGGAAGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATAT 
ATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGTAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAG 
CTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTT 
GCCATCATTCAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGT 
GCTACAATGGACAGTACAATGAGTTGCGAGACCGCGAGGTTTAGCTAATCTCTTAAAGCTGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCG 
GAATCGCTAGTAATCGCGGATCAGAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCAAAGTCGGTGA 
GGTAACCTTCGGGAGCCAGCCGCCTAAGGTGGGATGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGC 
AGGCCTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGAGTAACGCGTGGGAACATACCCTTCGGTTCGGAATAGCTCAGGGAAACTTGGA 
TTAATACCGGATACGTCCGCAAGGAGAAAGATTTATCGCCGAAGGATTGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCAGT 
AGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCC 
AGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCTGGGAAGATAATGACGGTACCAGGAGAATAAGCCCCGGCTAACTTCGTGCCAGC 
AGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATCTTTAAGTCAGAGGTGAAATGCCGGGGCTCAACCCCG 
GAACTGCCTTTGATACTGGGGATCTCGAGTCCGGGAGAGGTGAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGC 
GGCTCACTGGCCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTAGG 
CAGCTTGCTGCTTAGTGGCGCAGTTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATGTCTCGTATGGTTTCCAGAGATGGATTCCTTCACTTCGGGTGGCGAGAACA 
CAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCCTAGTTGCCATCATTCAGTTGGGCACTCT 
AGGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGG 
GATGCGGAGGGGCGACCCCGAGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGTAGATCA 
GAACGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGTTTTCTTAACCGCAAGGAGAGAGGCGA 
CCACGGTAGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCA 
AGTCGAGCGGTAGCACAGAGAAGCTTGCTTCTTGGGTGACGAGCGGCGGACGGGTGAGTAACGCGTAGGAATCTACCTAGTAGTGGGGGACATCCCATGGAAATG 
GNNNNTAATACCGCATACGCCCTANGGGGGAAAGCAGGGGATATCCGGACCTCGCGCTGTCGGATGAGCCTGCGTGAGATTAGCTAGTTGGTGAGGTAAAGGCTC 
ACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAA 
TGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGAAGTAGGTTAATACCCTGCTTCTG 
TGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAG 
GCGGTTTGTTAAGTCGGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATCCGAAACTGCCAGACTAGAGTACAGGAGAGGGTGGTGGAATTTCCTGTGTAGC 
GGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGGCCACCTGGACCGATACTGACGGTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGTCCCTTGCTGGCTTGGTGGCGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGCCGC 
AAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATCCTGCGA 
ACTTTCTAGAGATAGATTGGTGCCTTAGGGAACGCAGAAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGTCCTTATTTGCCAGCGCTTCGGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GGCCAGGGCTACACACGTGCTACAATGGGGGGTACAAAGGGC TGCAAGCNAGCGATGCNAAGCGAATCCCAAAAAACCTCTCGTAGTCCGGATTGCAGTCTGCAA 
CTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCAC 
GGGAGCAATCCTGGTGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCTTTCAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATATTCTG 
TGAGCAGGAAAGCAGGGGATCGCAAGACCTTGCGCTGATTGAGCGGCCGATATCAGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTGTAGCG 
GGTCTGAGAGGATGATCCGCCACACTGGAACTGAGACACGTTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCC 
ATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAGCCGGGAAGAAAACGCATGGGTTAATACCCTGTGTGGATGACGGTACCGGAATAAGAAGC 
ACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGTTAAGATAGGCGTG 


AAATCCCCGGGCTCAACCTGGGAACTGCGTTTATGACTGGCAGGCTAGAGTATGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGG 
AGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAA 
CGATGTCAACTAGGTGTTGGGAGGGTAAAACCTTTTAGTACCGGAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAAT 
TGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCCAGAAGCCCTTAGAGATTTGGGTGT 
GCCCGAAAGGGAGCTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGTTAATTGC 
CATCATTTAGTTGGGCACTTTAACGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCA 
TACAATGGTCGGTACAAAGGGTTGCCAACCCGCGAGGGGTAGCTAATCCCAGAAAGCCGATCGTAGTCCGGATCGTAGGCTGCAACTCGCCTGCGTGAAGTCGGA 
ATCGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCCGCCAGAAGTAGGTAGCC 
TAACCGCAAGGGAGGCGCTTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCATCCTTCGGGGTGAGCGGCAGAC 
GGGTGAGTAACGCGTGGGAACGTACCCTTTCCTACGGAATAGCTCCGGGAAACTGGAATTAATACCGTATACGCCCTTAGGGGGAAAGATTTATCGGGGAAGGAT 
CGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCC 
CAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTT 
CAGTAGGGAAGATAATGACGGTACCTACAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGC 
GTAAAGCGCACGTAGGCGGGCATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGGGTGTCTTGAGTATGGAAGAGGTAAGTGG 
AATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGCAAGTTGACTTGTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTG 
GGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTC 
TTGACATCCTGTGCCCGCTACGGAGACGTAGTTTTCCCTTCGGGGACACAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTGGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGA 
TTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTNCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGGTTTTACCCGAAGGCGCTGCGCTAACCGCAAGGGGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGNAGGG 
GAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCCTNNCTCANATTGAANGCTGGCGGCATGCCTTACACATGCA 
AGTCGGACGGCAGCGCGGGGGCAACCCTGGCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGTCCTGGAGTGGGGGATAGCCGGCGAAAGCCGGATTA 
ATACCGCATACGCTCTGTGGAGGAAAGCGGGGGATCTTCGGACCTCGCGCTCAAGGGGCGGCCGATGGCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGG 
CGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGC 
AACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCNTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAAACCGCTTCTCTAATACAGGGGCGGGATGACGGT 
ACCGGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTC 
GCTAAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTGGTGACTGGCGGGC TAGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAA 
TGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGTCAACTAGTTGTCGGGTCTTCATTGACTTGGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAACCTTGCT 
GAGAGGTGAGGGTGCCCGAAAGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTCCCTAGTTCGTACGCAAGAGCACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTC 
ACACGTCATACAATGGTCGGAACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTG 
AAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGT 
GGCTAGTCTAACCGCAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACGC 
GAAAGAAGGGCAACCTTCGAGTAAAGTGGCGCACGGGTGAGTAACACGTGGATAACCTGCCCCAAAGTCTGGGATAACGTGCCGAAAGGTGCGCTAATACCGGAT 
ACCTTTGTGTCTCACAAGAGGTATAAAGAAAGGAGGCCTCTGCTTGCAAGCTTTCGCTTTGGGATGGGTCCGCGGCCTATCAGGTAGTTGGTAGGGTAACGGCCT 
ACCAAGCCTACGACGGGTAGCTGGTCTGAGAGGACGATCAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAA 
TGGGAGAAATCCTGACCCAGCAACGCCGCGTGGAGGATGAAGGCCTTCGGGTTGTAAACTCCTGTCAGCAGGGAAAAAGATTGCAAAAGCTAATACCTTTTGCAG 
TTTGATGGTACCTGCTAAGGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATTCGGAATCACTGGGCGTAAAGGGCGCGC 
AGGCGGTTTTGTAAGTCTAAAGTGAAATCCTTGGGCTTAACCCAGGGGCTGCTTTAGATACTGCAAAACTCGAGTTCGGGAAAAGCAAGCGGAATTCCTGGTGAA 
GGGGTGAAATCCGTAGATATCAGGAAGAACACCAGTGGCGAAAGCGGCTTGCTAGAACGCAACTGACGCTTAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCCTAAACGATGGATGTTAGGCGTTGGGAAGTACACTTCCCAGTGCCGTAAGCTAACGCGTTAAACATCCCGCCTGGGGAGTACGGCC 
GCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGGTACACGAAGAACCTTACCTGGGCTTGACATGCTAG 
TAGTAGGAGCCCGAAAGGGTAACGATTCTTGCCTTCGGGCAAGAAAGCTAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTCGGCATTAGTTGCTAACAGGTTATGCTGAGCACTCTAATGCGACCGCCGGGGATAACCCGGAGGAAGGTGGGGATGACGTCAAGTC 
ATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGATGTACAATGGGTTGCAATACCGCGAGGTGGAGCTAATCCCTAAAGCATCCCACAGTTCGGA 
TTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCACCGGTCAGCTATACGGTGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGATTCTACTGTAAGACGGTAGGCTAACCCGTTAAGGGAGGCAGCCGNTCATGGTAGGGTCAGCGACCGGGGTGAAGTCGTAACAAGGTAGCCGT 
AGGAGAACCTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTACG 
CGAAAGAAGGGCAACCTTCGAGTAAAGTGGCGCACGGGTGAGTAACACGTGGATAACCTGCCCCAAAGTCTGGGATAACGTGCCGAAAGGTGCGCTAATACCGGA 
TACCTTTGTGCCTCACAAGAGGTATAAAGAAAGGAGGCCTCTGCTTGCAAGCTTTCGCTTTGGGATGGGTCCGCGGCCTATCAGGTAGTTGGTAGGGTAACGGCC 
TACCAAGCCTACGACGGGTAGCTGGTCTGAGAGGACGATCAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGAA 
ATGGGAGAAATCCTGACCCAGCAACGCCGCGTGGAGGATGAAGGCCTTCGGGTTGTAAACTCCTGTCAGCAGGGAAAAAGATTGCAAAAGCTAATACCTTTTGCA 
GTTTGATGGTACCTGCTAAGGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATTCGGAATCACTGGGCGTAAAGGGCGCG 
CACGCGGTTTTGTAAGTCTAAAGTGAAATCCTTGGGCTTAACCCAGGGGCTGCTTTAGATACTGCAAAACTCGAGTTCGGGAAAAGCAAGCGGAATTCCTGGTGA 
AGGGGTGAAATCCGTANATATCACGAAGAACACCAGTGGCGAAAGCGGCTTGCTAGAACGCAACTGACGCTTAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCCTAAACGATGGATGTTAGGCGTTGGGAAGTACACTTCCCAGTGCCGTAAGCTAACGCGTTAAACATCCCGCCTGGGGAGTACGGC 
CGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGGTACACGAAGAACCTTACCTGGGCTTGACATGCTA 
GTAGTAGGAGCCCGAAAGGGTAACGATTCTTGCCTTCGGGCAAGAAAGCTAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTCTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGGCATTAGTTGCTAACAGGTTATGCTGAGCACTCTAATGCGACCGCCGGGGATAACCCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGATGTACAATGGGTTGCAATACCGCGAGGTGGAGCTAATCCCTAAAGCATCCCACAGTTCGG 
ATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCACCGGTCAGCTATACGGTGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGGGAGTTGATTCTACTGTAAGACGGTAGGCTAACCCGTTAAGGGAGGCAGCCGTTCATGGTAGGGTCAGCGACCGGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGAGAACCTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTAC 
GCGAAAGAAGGGCAACCTTCGAGTAAAGTGGCGCACGGGTGAGTAACACGTGGATAACCTGCCCCAAAGTCTGGGATAACGTGCCGAAAGGTGCGCTAATACCGG 
ATACATTTATACCTCACAAGAGGTATAAAAAAAGGAGGCCTCTGCTTGCAAGCTTTCGCTTTGGGATGGGTCCGCGGCCTATCAGGTAGTTGGTAGGGTAACGGC 
CTACCAAGCCTACGACGGGTAGCTGGTCTGAGAGGACGATCAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGC 
AATGGGAGAAATCCTGACCCAGCAACGCCGCGTGGAGGATGAAGGCCTTCGGGTTGTAAACTCCTGTCAGCAGGGAAAAAGATTGCAAAAGCTAATACCTTTTGC 
AGTTTGATGGTACCTGCTAAGGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATTCGGAATCACTGGGCGTAAAGGGCGC 


GCAGGCGGTTTTGTAAGTCTAAAGTGAAATCCTTGGGCTTAACCCAGGGGCTGCTTTAGATACTGCAAAACTCGAGTTCGGGAAAAGCAAGCGGAATTCCTGGTG 
AAGGGGTGAAATCCGTAGATATCAGGAAGAACACCAGTGGCGAAAGCGGCTTGCTAGAACGCAACTGACGCTTAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCCTAAACGATGGATGTTAGGCGTTGGGAAGTACACTTCTCAGTGCCGTAAGCTAACGCGTTAAACATCCCGCCTGGGGAGTACGG 
CCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGGTACACGAAGAACCTTACCTGGGCTTGACATGCT 
AGTAGTAGGAGCCCGAAAGGGTAACGATTCTTGCCTTCGGGCAAGAAAGCTAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCGGCATTAGTTGCTAACAGGTTATGCTGAGCACTCTAATGCGACCGCCGGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGATGTACAATGGGTTGCAATACCGCGAGGTGGAGCTAATCCCCAAAGCATCCCACAGTTCG 
GATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCACCGGTCAGCTATACGGTGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTTGATTCTACTGTAAGACGGTAGGCTAACCCGCAAAGGGAGGCAGCCGTTCATGGTAGGGTCAGCGACCGGGGTGAAGTCGTAACAAGGTAGCC 
GTAGGAGAACCTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCCTAACACATGCAAGTCGAGCGATTC 
AGAGGNNGGAAATCGACTTCCGACTTCCGACCTCTGGATAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCCTTAAGACCGGGATAACACCTCGAAACGG 
GTGCTAATACTGGATAAGCTCCTTGTAGGGCATCCTATGGGGAGGGAAGGTAGCGGAAGCTACCGCTTAAGGATGGGCCCGCGTCCCATCAGCTAGTTGGTAGGG 
TANCGGCCTACCAAGCCGACGACGGGTAGCCGACCTGAGAGGGTGGTCGGCCACACTGGGNCTGAGACACGACCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
CTTGCGCAATGGGCGAAAGCCTGACTCAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCGATAGTGTGGGAAGAATAGATGACGGTACCACAC 
GAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCACTTAAGTCA 
GGTGTAAAAAACCCGGGCTCAACCCGGGGGATGCACATGAAACTGGGTGGC TAGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAT 
ATCGGGAGGAATACCAGTGGCGAAGGCGACTCTCTGGACTGACCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
CGTAAACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGTGCCGTAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAGCCGAAAGGT 
GAGCGAGCCTGCCTTATGGTAGGCAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
CTTCTAGTTGCCATCGGGGAAAGCCGGGCACTCTAGAGGGACTGCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTATATGCCCTGG 
GCCACACACGTGCTACAATGGCCGGTACAGAGGGAGGCGAAGCCGCGAGGCGGAGCGGAACCCAAAAAGCCGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCT 
GCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCTGCAACACCC 
GAAGCCGGTGACCCAACCNGGAAGGGGGGAGCCGTCGAAGGTGGGGCAAGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCCTAACACATGCAAGTCGAGCGCACCCTTCGGGGTGAGCGGCGGACGGGTGAGTAACGCGTGGGAATAT 
GCCCTTTGGTACGGAATAGTCCTGGGAAACTGGGGGTAATACCGTATGCGCCCTTCGGGGGAAAGATTTATCGCCAAAGGATTAGCCCGCGTTGGATTAGGTAGT 
TGGTGGGGTAATGGCCTACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTA 
CCAGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCG 
GAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTCAAAACTATCGGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAAT 
TCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCCAGGACCGGCCCGG 
AGACGGGTCTTTCACTTCGGTGACCTGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACAC 
TCTTAGTTGCCAGCATTTGGTTGGGCACTCTAAGAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCT 
ACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAAT 
CGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTCTACCCGACGGCCGTGCGCTAACCAGCAATG 
GGGGCAGCGGACCACGGTAGGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNGGCGGCAGGCCTAACACATGCAAGTCGAGCGAACCCTTCGGGGTTAGCGGCGGACGGGTGAGTAACGCGTGGGAATATGCCCTTTGCTACGGAATAGCCCCGG 
GAAACTGGGAGTAATACCGTATACGCCCTTTGGGGGAAAGATTTATCGGCAAAGGATTAGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCC 
GACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCA 
ACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACT 
CCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCGGAAAGTTGGGGGTGAAATCCCGGGG 
CTCAACCTCGGAACTGCCTTCAAAACTATCGGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAG 
TGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCC 
AGTCGTCGGGCAGCATGCTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCGCAGGACCGCTCCAGAGATGGAGTTTTCTCGTAAGAGACC 
TGTGGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACTCTTAGTTGCCAGCATTTGGTTGGG 
CACTCTAAGAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGAC 
AGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTCTACCCGACGGCCGTGCGCTAACCAGCAATGGAGGCAGCGGACCACGGTAGGCTCA 
GCGACTGGGGTGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTA 
ACACATGCAAGTCGAGCGAGAGAAATTTTAAGAAGCCTTCGGGTGGATTAAGATGGATCTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCTTATGCAG 
GGGAACAACATTGGGAAACCAGTGCTAATACCGCATAAAGCTAATCTAAGGCATCTTAGATTAGCCAAAGATTTATCGGCATAAGATGGGCCCGCGTCTAATTAG 
CTAGTTGGTAAGGTAAAAGCTTACCAAGGCGACGATTAGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGC 
AGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAACTCTGTTATAAGGGAAGAATAATG 
ACGGTACCTTAAGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGC 
GGTTTCTTAAGTCAGGGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTAAGAAACTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGT 
GAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGCAACTGACGCTGATGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTCAAACCTCAGTGCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACT 
GAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGACTTGACATCCTTCTGGTCGGT 
CTGTAACGAGACCCTTCTCTTCGGAGACAGAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCTTTAGTTGCCAGCAAGTAATGTTGGGCACTCTAGAGAGACTGCCGGGGATAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTT 
CAGGGCTACACACGTGCTACAATGGCCGATACAAAGGGCAGCGAGAGGGTAACCTTAAGCGAATCTCATAAAGTCGGTCCCAGTTCGGATTGTGGGCTGAAACTC 
GCCCACATGAAGTTGGAGTTGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGGAAGTCGGAAGC 
ACCCGAAGCCAGCTACTTTAACCGAAAGGAGAGAGCTGTCGAAGGTGAAGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGTTTCAACAGGTGCTTGCACCAGTTGTTTCT 
TAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTACCCAACAGAGGGGGATAACATTCGGAAACGGATGCTAATACCGCATAGGTTCTTGAATCGCATGATTCG 
AGAAGGAAAGAAGGCGTAAGCTTTCCCTGTTGGATGGACCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAGTGATGCATAGCCGACCTGAG 
AGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCG 
TGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGTGCATAATAGTAACTGATTATGCCCTGACGGTATCTAACCAGAAAGCCACGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCC 
CACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAAC 


ACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA 
GTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGG 
GGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTC 
GGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTACTAGTTGCCATCATTC 
AGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGG 
ATGGCACAACGAGCAGCGAACTCGCGAGGGTAAGCAAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAG 
TAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGGACGAACGCTGGCGGCGTGCNTAATACATGCAAGTCGAACGCACAACGAAGGAGCTTGCTTCTTCCGCGTGAGTGGCGAACGGGTGAGTAACACGTGGGA 
AACCTGCCCTTTAGCGGGGGATAACATTCGGAAACGGATGCTAATACCGCATAGGCCAGTGAGTCGCCTGNCTCATTGGGGAAAGATGGTTTTGCTATCACTAAA 
GGATGGTCCCGCGGTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCGATGATGCATAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACAC 
GGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGATTTCGGTCCGTAAAGCA 
CTGTTGTTAGAGAAGAACCATCCTGTATTAACTGTACAGGACTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
TGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGTGGTGGCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAAGGTCATTGGAAACTGG 
GTCACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGACACT 
GACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATGTTAAGTGTTGGGGGGCTTCCACCCCTCAGTG 
CTGGCGTTAACGCAATAAACATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCGCTGCATAGCTTAGAGATAAGTGAAATCCTTCGGGACAGCGAGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTACCAGCATTGAGATGGGGACTCTAATGAGACTGCCGGTGACAAAC 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGACCTCGTGAGAGCAAGC 
GAATCTCTTAAAGCNATTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAACATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTTC 
CCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCTTGGTGCTTGCACTGGGTGGATGAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCTTGAC 
TCTGGGATAAGCCTGGGAAACTGGGTCTAATACTGGATACGACATGTCACCGCATGGTGGTGTGTGGAAAGGGTTTTACTGGTTTTGGATGGGCTCACGGCCTAT 
CAGCTTGTTGGTGGGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACGGAAGAAGC 
GAAAGTGACGGTACGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCT 
CGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGGGGCTTAACCCCGGGTGTGCAGTGGGTACGGGCAGACTTGAGTGCAGTAGGGGAGACTGGAATTCCTGGT 
GTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACAT 
ACACCGGACCGGGCCAGAGATGGTCTTTCCCCCTTGTGGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCAGTACAATGGGTTGCGATGCCGCGAGGTGGAGCTAATCCCAAAAAGCTGGTCTCAGTTCGGATCG 
TGGTCTGCAACTCGACCACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCA 
CGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGG 
AANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCACCAGCTTGCTGGTG 
TGGATGAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACTGGATGCTACATGTCACCGCATG 
GTGGTGTGTGGAAAGGGTTTACTGGTCTTGGATGGGCTCACGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAG 
GGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTG 
AGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCCACAAGTGACGGTACC TGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGGGGCTTAACCCCGGGTGTGCA 
GTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCT 
GGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCC 
ACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGC 
ATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGATCGTTCCAGAGATGGTTCTTCCCCTTTGGGGTCGGTATACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGA 
CTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGAT 
ACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAG 
GTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAGTG 
AAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAATACATGCAAGTCGAACGGTAACAGCAGGAAGCTTGCTTCCTGGCTGACGAGTGGCGGACG 
GGTGAGTAATACCTGGGGAGCTGCCTGAATGAGGGGGACAACACCTGGAAACGGGTGCTAATACCGCGTAAGCCTGAGGGGGAAAGGCTGGGCAACCAGTCGCAT 
TCAGATGCGCCCAGGTGGGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGAC 
ACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTGGGTTGTAAAG 
CACTTTCAGTATGGAGGAAGTGTAGTATGTTAACAGCATGCTGCATTGACGTTACATACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGG 
AGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACCGCATTTGAAAC 
TGACAGACTAGAGTACTGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTGGCGAAGGCGGCCTCCTGGACAGAG 
ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAATTAGAAGCATGTTGCCATGAGTAGTGTG 
TTTCTAAGCTAACGCGATAAATTGACCGCCTGGGGAGTACGGCCGGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGATGCAACGCGAAGAACCTTACCTGGACTTGACATATTGAGAAGTATTTAGAGATAGATACGTGCCGCAAGGAGCTCAAATACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTTGTTGCCAGCACGTAAAGGTGGGAACTCAAAGAAGACTGCCGGTG 
ACAAACCGGAGGAAGGCAGGGATGACGTCAAGTCATCATGGCCCTTACGTCCAGGGCTACACACGTGCTACAATGGGTTGTACAGAGGGAAGCGAAGTCGCGAGG 
TAGAGCGGAACCCAGAAAGCAACTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGAATTGCACCAGAAGTAGTTAGCTTAACCCGCAAGGGAGGGCGATTACCACGGTGTGGTTT 
ATGACTGGGGTGAAGTCGTAACAAGGTAACCATAGGGGAACCTGTGGTTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCTTCAGCTTGCTGGAGTACTCGAGTGGCGAA 
CGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCGCACTTTGGTGTGTGTGGTGGAAAGTT 
TTTTCGGTGTAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGG 
GACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGG 
GTTGTAAACTCCTTTCGCCAGGGACGAAGCGTTTTTGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGA 
GCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCAGGCT 
TGAGTACTGTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCAGTTACTGACGCT 
GAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGACCCTTCCACGGGTTTTGTGCCGTAG 


CTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATG 
CAACGCGAAGAACCTTACCTGGGCTTGACATATTTAGGTTCGCGGCAGAGATGTCGTTTCCCTTTGTGGCCTTTATACAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATTTGGTTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCAATACAATGCGTTGCGACACTGTGAGGTGGAGCTAATCG 
CTTAAAGTTGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGG 
CTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACCCTGGTGCTTGCACTAGGTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAA 
CCTGCCCCCGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATTCACTTCCTTCCGCATGGAGGGTGGTGGAAAGATTTATCGGTGGGGGATGGAC 
TCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGT 
AGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGG 
CGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGGGGCTCAACCCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTG 
GAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAG 
CGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGATGTGGGGGACATTCCACGTTTTCCGCGTCGTAGCTAACGCATTAAGTGCCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCA 
AGGCTTGACATGGGCCGGATCGCCGCAGAAATGTGGTTTCCCCTTTGGGGCCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGAGGACGACGTC 
AAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAG 
TTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTC 
AGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGCCGAGAAGGGAACTTGTTCCTTTCAACGCGAGTGGCGAACGGGTGAGTAACACGTGGGAA 
ACCTACCCTTCAGCGGGGGATAACCATCGGAAACGATGACTAATACCGCATAGTTGTTCCAGTCGCATGACTGGAATGGGAAAGACGGCTTCGGCTGTCACTGAA 
GGATGGTCCCGCGGTGCATTAGCTAGACGGTGGGGTAACGGCCTACCGTGGCTTTGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACAC 
GGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTCTTCGGATCGTAAAGCA 
CTGTTATCAGAGAAGAATAGCCTGTAGAGTAACTGTTATAGGTTTGACGGTAACTGATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGTTGCATTGGAAACTG 
GTCAACTTGAGTACAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGAAAC 
TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGTTAAGTGTTGGGGGGTTTCCGCCCCTCAGT 
GCTGGCGCAAACGCAATAAACACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTCTTGCATAGCCTAGAGATAGGTGAAATCCTACGGGACAAGAAGACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATAACTAGTTGCCAGCATTGAGTTGGGGACTCTAGTTAGACTGCCGGTGACAAA 
CCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAGCGAGAAGCGACGTCGCGAGGCCAAG 
CAGATCTCTTAAAGCCATTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGAATACGTT 
CCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGC 
GTGCCTAACACATGCAAGTCGAGCGGAGTGCTTGGTTGGAAATTTTCGGATGGAAAACCAAGTTACTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCAACC 
TTGATCAGGGGGACAACATTGGGAAACCAGTGCTAATACCGCATAGCTCTGCCGGATGGCATCATCTGGCAGAGAAAGATTTATCGGATCAAGACGGGCCCGCGT 
CTGATTAGCTAGTTGGTGAGGTAACAGCTCACCAAGGCAATGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTATGGGAA 
GAAGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGCGTAAAGGG 
TGCGTAGGCGGCTAAATAAGTCAGGGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGTTTAGCTTGAGTACAGGAGAGGTAAGTGGAATTCCTAG 
TGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTCAAACCTCAGTGCCGGAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGCT 
CGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGAGCTTGACATCCCT 
CTGACCGACCGGTAAGACGGTCTTTCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCCTATTATTAGTTGCCAGCATTTTGGATGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGTTCAGGGCTACACACGTGCTACAATGGCCGATACAGAGGGCAGCGAAAGAGCAATCTGGAGCGAACCCCACAAAGTCGGTCCCAGTTCGGATTGAGGGCTG 
CAACTCGCCCCCATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGGAAGTC 
GGAAGCACCCGAAGCCCGTTACCGAACCTACGGGACGGAACGGTCGAAGGTGAAGCCGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTA 
TTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTAGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATATTCACTCATGGGCGCATGT 
TTGTGGGTGGAAAGTTTTTCGGCTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGC 
GACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGG 
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAG 
ACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGTGGCTCAACTGCGGGCCTGCAGTCG 
ATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC 
CGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGT 
TCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGC 
GGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAATCCTGCAGAGATGTGGGGTCCTTCGGGGCCGGTGACAGGTGGTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCAATTCGGTTGGGGACTCATGGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAG 
GTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAAGGAGCCGTCGAAGGTGGGGCT 
GGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCG 
TGCTTAACACATGCAAGTCGAACGATGAACCTCTTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCC 
TGGAAACGGGGTCTAATACCGGATACGACACGGGGTCGCATGACCTCCGTGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGG 
GTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACC 
TGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTC 
ACGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGC 
GCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCT 
GGAGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTT 


CTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGT 
CTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTA 
ACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAATCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGG 
TGAGTAACGCGTGGGAATCTACCCATCACTACGGAATAACCCAGGGAAACTTGGACTAATACCGTATACGACCGAGAGGTGAAAGATTTATCGGTGATGGATGAG 
CCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAA 
CGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTA 
AAGCGCACGTAGGCGGATCGATCAGTTAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCTAATACTGTCGATCTCGAGTTCGAGAGAGGTGAGTGGAAT 
TCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGAAGCTAGCCGTCGGGCAGTTTACTGTTCGGTGGCGCAGTTAACGCATTAAGCTTCCCGCCTGGGG 
AGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTG 
ACATCCCGATCGCGGACAGTGGAGACATTGTCCTTCAGTTAGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCCTTATTCAGTTAGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGT 
CCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGG 
ATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTTGGTTTTACCCGAAGGCGCTGCGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAAGTCTTTCGGACTTAGCGG 
CGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTCACTACGGAATAGTCCCGGGAAACTGGGTTTAATACCGTATACNCCCTTCGGGGGAAAGAATTTCGGTGAA 
GGATCGGCCCGCGTCTGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCAGTAGCTGGTTTGAGAGGATGATCAACCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGAGGAATCTTGGACAATGGGGGCAACCCTGATCCAACCATTCCGCGTGAACGATGAAGGCCTTAGGGTTGTAAAGTT 
CTTTCGCCTGGGAAGATAATGACGGTACCAGGTAAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACT 
GGGCGTAAAGCGCGCGTAGGCGGACTGTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACGGCCTTTGATACTGGCAGTCTAGAGGTCTGGAGAGGTGA 
GTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCGGGCAGCATGCTGTTCGGTGTCACACCTAACGGATTAAGCATTCCG 
CCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
ACCCTTGACATGGGTATCGCGGTTTTCCGAGAGGGATTCCTTCAGTTCGGCTGGATACCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTC 
GGTTAAGTCCGGCAACGACGCGAACCCACACCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACG 
TCAAGTCCTCATGGCCCTTACGGGTTGGGC TACACACGTGCTACAATGGCATCTACAGTGGGTTAATCCCCAAAAGATGTCTCAGTTCGGATTGTCCTCTGCAAC 
TCGAGGGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGT 
TCACCCGAAGGCCGTGCGCCAACCTTTCGAGGGGGCAGCGGACCACGGTGAGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAANNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGAAGACTTTCGGTCTTAGCGGCGGACG 
GGTGAGTAACACGTGGGAACATGCCCTTCACTACGGAATAGTCCTGGGAAACCGGGTTTAATACCGTATACNCCCTTCGGGGGAAAGAATTTCGGTGAAGGATTG 
GCCCGCGTCTGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCGACGATCAGTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCA 
GACTCCTACGGGAGGCAGCAGTGAGGAATCTTGGACAATGGGGGAAACCCTGATCCAACCATGCCGCGTGAACGATGAAGGCCTTAGGGTTGTAAAGTTCTTTCA 
CCGGTGAAGATAATGACGGTAGCCGGAGAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGT 
AAAGCGCGCGTAGGCGGACTATTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGTAGTCTAGAGTTCGAGAGAGGTGAGTGGAA 
TTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCGGGCAGCATGCTGTTCGGTGTCACACCTAACGGATTAAGCATTCCGCCTGGG 
GAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTT 
GACATCCTGATCGCGGTTTCTCGAGAGAGATTCCTTCAGTTCGGCTGGATCANCNNCAGGGGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAA 
GTCCGGCAACGAGCGCAACCCACACTCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAAGAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAG 
TCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAACTGTCTCAGTTCGGATTGTCCTCTGCAACTCGAG 
GGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACC 
CGAAGACGGTGCGCCAACCTTTCGAGGGGGCAGCTGGCCACGGTAAGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTTAACACATGCAAGTCGAACGGAGATTAGTTGAGAGATTACTTTTAGCTAATCTTAGTGGCGGACGGG 
TGAGTAACGCGTGGATAACCTGCCCCGTAGTCAGGGATAACGCCGGGAAACCGGTGCTAATACCGGATACGTTCATTAGTCTACCTGGACAAATGAAGAAAGGTG 
CAAACCGCTACAGGATGGGTCCGCGTCCCATTAGCTAGTTGGTAGAGTAAGAGCCTACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTG 
GAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTTTTCG 
GATTGTAAAACTCTGTCCAAAGGGAAGAATCAAGTGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCAAGCG 
TTGTCCGGAATAACTGGGCGTAAAGGGCGTGTAGGCGGCCCTGCAAGTCAGTCGTTAAACCTATCGGCTTAACCGATAGCTGTCGATTGAAACTGCAGAGCTTGA 
GTGCAGTAGAGGGGAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTANATATTGGGAGGAACACCAGTGGCGAAAGCGGCTCCCTGGCCTGCAACTGACGCTGAA 
GCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGTTGGGGGTATCGACCCCTCAGTGCCGCAGTTAA 
CGCACTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAAC 
GCGAAGAACCTTACCAGGTCTTGACATCTCTCGTCTCGCGTACGAAAGTAAGTTTTCACTCTTCGGATGAACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACATTTAGTTGCCATCGCGTAAAGGCGGGCACTCTAAAGGGACTGCCGTTGACAAAACG 
GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGATCTGGGCTACACACGTACTACAATGGCCGGCACAGACGGCAGCGCAGCCGCGAGGTGAAGCGA 
ACCCGAGAAAGCCGGTCCCAGTTCGGATTGCAGGCTGCAACCCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGACAACACCCGAAGCCGGTGAGCCAACCCGCAAGGGGCGNAGCCGTCGAANGTGGGGTCGGTAATTGG 
GGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCTTAACACATGCAAGTCGAACGAGAAAGGGATTGCTTGCAATCCTGAGTAG 
AGTGGCGCACGGGTGAGTAACACGTAGATAATCTGCCTTCAAGCCTGGGATAACTATCCGAAAGGATAGCTAATACCGGATAAAGTCGATTTACACAAGTAGACC 
GATGAAAGATTGCCTCTTCTTGAAAGCAATTGTTTGGGGATGAGTTTGCGTACCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCCGCGATGGTTAGCTGG 
TCTGAGAGGATGATCAGTCACACTGGAACTGGAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAAC 
GCCGCGTGAGTGAAGAAGGCCTTTGGGTCGTAAAGCTCTGTCAACAAGGAAGAAATTAGGATCTATTAATAGTGGGTTCTATTGACGGTACTTGTGGAGGAAGCG 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGGCGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGTCTTGTCCGTCAGGTGTGA 
AAGCCCGGGGCTCAACCCCGGAAGTGCACTTGAAACAGCAAGACTTGAATACGGGAGAGGAGAGAGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGA 
GGAACACCGATGGCGAAGGCATCTCTCTGGACCGATATTGACGCTGAGGCGCGAAGGCGTGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCACGCAGTAAAC 
GTTGTACACTCGGTGTAGCGGATATTAAAATCTGCTGTGCCTAAGCTAACGCATTAAGTGTACCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAATT 
GACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGTTTGACATCCTGTGAATATCCCGTAATTGGGATAGTG 
CCTTCGGGAGCACAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTTAAGTCCAGCAACGAGCGCAACCCTTATCGTCAGTTGCCAG 
CACGTAATGGTGGGAACTCTGGCGAGACTGCCCCGGTCAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATATCCAGGGCTACACACGTGCT 
ACAATGGTAGGTACAAAGGGCAGCGACTTTGCAAGAAGGAGCGAATCCCAAAAGCCTATCTCAGTCCGAATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAAT 


CGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATATGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTTGATTATACCCGACGTCGCTGGGCTA 
ACTATTTATAGGGGCAGGCGCCTAAGGTACGGCCGATAACTGGGGTGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNA 
GAGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAGCGGCAGCGGGGGCTTCGGCCTGCCGGCGAGTGGCGAACGGGTGAGTA 
ATGCATCGGAACGTACCCAGTCGAGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTGAGGGGGAAAGCGGGGGACCTTCGGGCCTCGCGCGAT 
TGGAGCGGCTGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGC 
TCTTTCAGACGGAAAGAAATCGGGCTTGTGAATAGCGAGCCTGGATGACGGTACTGTCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGACT 
GCACGGCTAGAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCGATA 
CTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTTGTTCGGGAAGGTAACTTCCTGAG 
TAACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTA 
ATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCTGGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAGCCAGGACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCGCTAATTGCCAGCATTGAGTTGGGCACTTTAGCGAGACTGCCGGTGACA 
AACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGCGG 
AGCCAATCCCACAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACG 
TTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACCTTTCGGGGAGGGCGCTTACCACGGTGAGATTCATG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGGGGCTTGCNCTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTGG 
ACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATACGAGACGTGGCCGCATGGTCAACGTTTGGAAAGATTTTTCGGTCTGGGATGGGCTCGCGGCCTA 
TCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGNAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAG 
CGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGG 
TGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCT 
TAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCTTTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACA 
TACACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGG 
TCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGA 
AAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAATAGCTTGTA 
TTTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAACTTGCCCTAACGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTACGGAC 
CAAAGGTGGCCTCTATTTATAAGCTATCGCGTTAGGATGGGCCCAAGTGGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCTAGCTGGTCT 
TAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCC 
GCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGGTAGTTATTAATACTAACTATCTGTGACGTTACTCGCAGAAGAAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAATCAAGTCAGATGTGAAAGC 
CCAGGGCTCAACCTTGGAACTGCATTTGAAACTGGTTAACTAGAGTTTTGTAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAA 
TACCAGTGGCGAAGGCGGCCACCTGGACAAAGACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCAGTAAACGATG 
TCTATTAGAAGTTTGTGGCTATATGCCGTGGGTTTCAAAGCTAACGCATTAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCAGAGAATCACCTAGAGATAGATGAGTGCCTTC 
GGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGT 
AATGGTGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACACGTGCTACAAT 
GGCAAATACAAAGGGCAGCTAGCCAGCGATGGTATGCGAATCTCATAAAGTTTGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCT 
AGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCT 
TTCGGGGATGGCGATGACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNGAGTTTGATCMTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGGGGTTAGTGGCGGACG 
GGTGAGTAACGCGTAGGGATCTATCCACGGGTGGGGGATAACTTTGGGAAACTGAAGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGA 
GGAACCTGCGTTCGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTT 
TCAGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTGCTCGGAATGACTGGG 
CGTAAAGGGCGCGTAGGCGGTTGACACAGTCAGATGTGAAATTCCCGGGCTTAACCTGGGGGCTGCATTTGATACGTGGCGACTAGAGTGTGAGAGAGGGTTGTG 
GAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGCGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTGACTTTGTCATTCAGTGTCGTAGTTAACGCGATAAGCACACCGCC 
TGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGG 
GCTTGACATGCGGAGGCCGTGTCCAGAGATGGGCATTTCTCGCAAGAGACCTCCAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCATCACGTTTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGTGGTGACACCGAGCCGATCTCAAAAAGCCGTCTCAGT 
TCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCG 
TAGGGGAACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGATGAACGCTGGCGGCGTGCTT 
AACACATGCAAGTCGAACGGAAAGGCCCAAGCTTGCTTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTG 
GGAAACTGGGTCTAATACCGGATAGGACCACTTCGTAGNTGTTGTGGTGGAAAGTTTTTTCGGTGTGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAA 
TGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCCAAAGACGAATTTTGACGGTATTTGGAGAAG 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTT 
TGTGGAAGTCCACGGCTTAACTGTGGGACTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATA 
TCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGGTGGGCGCTAGGTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGATCGCTGCAGAGATGT 
AGTTTCCCTTGTGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTG 
CCAGCACGTGATGGTGGGGACTTATGAGAAACTGCCGGGGTTAAC TCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACA 
TGCTACAATGGTCGGTACAACGCGCAGCTACCTCGTGAGGGGACGCGAATCGCTGAAAGCCGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTC 


GGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAANNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGCGGAGAGAGCTTGCT 
CTCAAAGCTTAGCGGCAAACGGGTGAGTAACACGTGGGCAACCTGCCTAACAGCCTGGGATAACTTGAGGAAACTCAAGCTAATACCGGATAGGATCGCGAACCG 
CATGGAACGTGATGGAAAGTCTGAACGACACTGTTAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATGCGTAGCCGACC 
TGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGC 
CGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACACCCGAGAGAGGATCTCGGTTTGACGGTACCTAACGAGGAAGCCCCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGCGCAGGCGGCCTGTTAAGTCTGATGTGAAATCCCAC 
GGCTCAACCGTGGAGGGCCATTGGAAACTGGTAGGCTTGAGTGCAAGAGAGGAGAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACC 
CGTGGCGAAGGCGGCTCTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAAGTGTCGGGGGTGACCAACCCTCGGTGCTGTCGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCCTCTGCCCGATCTAGAGATAGATCTTTCCCTTCGGG 
GACAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCATCATTCAG 
TTGGGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGTT 
GGTACAAAGGGCAGCAAGCCAGCGATGGTAAGCCAATCCCATAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTAGGAATCGCTAGTA 
ATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTGGGGTAACCGTAAG 
GAGCCAGCCGCCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGTTTTAGGAGCTTGCTCTTAAAACTTAGCGGCAAACGGGTGAGT 
AACACGTGGGCAACCTGCCTGACAGACTGGGATAACTTGAGGAAACTCAAGCTAATACCGGATAGGATCGCGGATCGCATGGATCGCGATGGAAAGTCTGAACGA 
CACTGTCAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCG 
TAAAACTCTGTTGTTAGGGAAGAACACCCGAGAGAGGATCTCGGTTTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGCGCAGGCGGCCTGTTAAGTCTGATGTGAAATCCCACGGCTCAACCGTGGAGGGCCATTGGAAAC 
TGGTAGGCTTGAGTGCAGGAGAGGAGAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCCGTGGCGAAGGCGGCTCTCTGGCCTGTA 
ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTCGGGGGTGACCAACCCTCGG 
TGCTGTCGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCCTCTGACCGATTTAGAGATAGATCTTTCCCTTCGGGGACAGAGGTGACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCATCATTCAGTTGGGCACTCTAGAGAGACTGCCGGTGA 
CAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGTTGGTACAAAGGGCTGCAAGCCAGCGATGG 
TAAGCCAATCCCATAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTAGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATA 
CGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGCAACACCCGAAGTCGGTGGGGTAACCGTAAGGAGCCAGCCGCCGAAGGTGGGGCAGATG 
ATTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGAAC 
GAACGCTGGCGGCAGGCCTAACACATNCAAGTCGAACGCCCCCAGGGGAGTGGCAGACGGGTGAGTAACACGTGGGAACCTTCCCTATAGTACGGAATAGCCCAG 
GGAAACTTGGAGTAATACCGTATACGCCCGAAAGGGGAAAGAATTTTCGCTATAGGATGGGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGG 
CGACGATCCTTAGCTGGTTTGAGAGAACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGC 
AAGCCTGATCCAGCCATNCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGGCGGGGACGATAATGACGGTACCCGCAGAATAAGTCCCGGCTAAC 
TTCGTGCCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATATGCCAGTCAGGGGTGAAATCCCGGG 
GCTCAACCTCGGAACTGCCCTTGATACAGCATGTCTTGAGTCCGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCG 
GTGGCGAAGGCGGCCCACTGGATCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGC 
TAGCCGTCGGCAAGCTTGCTATTCGGTGGCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACATTCACTGATTGCCGGTAGAGATGCCGGAGTTCCAGCAATGG 
ACAGTGGGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTCAGTT 
GGGCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGT 
GACAATGCGCAGCCACCTAGTAATAGGGAGCTAATCGCAAAAAGCCGTCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAATCGCTAGTAATC 
GCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTCTTACCCTAAAACGGTGCGCTAACCGCAAGGAG 
GCAGCCGGCCACGGTAAGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCCCCGCAAGGGGAGTGGCAGACGGGTGAGTAACGCGTGGGAACCTTCCC 
TATGGTACGGAATAACTCGGGGAAACTTGGAGTAATACCGTATACGCCCGAGAGGGGAAAGAATTTCGCTATAGGATGGGCCCGCGTCGGATTAGCTAGTTGGTG 
AGGTAATGGCTCACCAAGGCGACGATCCTTAGCTGGTTTGAGAGAACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGCCGGGGACGATAATGACGGTACCCGG 
AGAATAAGTCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATTTATAAG 
TCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGTGAATCTTGAGTCCGATAGAGGTGGGTGGAATTCCTAGTGTAGAGGTGAAATTCGTA 
GATATTAGGAAGAACACCGGTGGCGAAGGCGGCCCACTGGATCGGTACTGACGCTGAAGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGGATGCTAGCCGTCGGATAGCTTGCTATTCGGTGGCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACATTCACTGATCGCCTGGAGAGAT 
CCGGGAATTCCAGCAATGGACACTGGGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCAT 
TAGTTGCCATCATTTAGTTGGGCACTCTAATGGGACTGCCGGTGATAAGCCGGAAGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGGCTGGGCTACA 
CACGTGCTACAATGGCGGTGACAATGCGCAGCCACCTAGTAATAGGGAGCTAATCGCAAAAAGCCGTCTCAGTTCAGATTGAGGTCTGCAACTCGACCTCATGAA 
GTCGGAATCGCTAGTAATCGCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTCTACACACCGCCCGTCACACCATGGGAGTTGGTCTTACCCTAAAACG 
GTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAAGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCTGTAGCAATACAGAGTGGCAGACGGGTGAGTAACACGTGGGAATCTTCCTAT 
CGGTACGGAATAGCTCAGGGAAACTTGGGGTAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGCCGATAGATGAGCCCGCGTCTGATTAGCTAGTTGGTGA 
GGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGACGAAGGTCTTCGGATTGTAAAGCTCTTTTGGCGGGGACGATAATGACGGTACCCGCA 
GAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTGCTAAGT 
CAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGACAGTCTTGAGTCCGGAAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAG 
ATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACTATGGATGCTAGCCGTCGGCAAGCTTGCTTGTCGGTGGCGCAGCTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACATTTACGGACCGTTTCCAGAGATG 
GATTCATCCTAGCAATAGGCCGTAGGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATT 
AGTTGCCATCATTTAGTTGGGCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGGCTGGGCTACAC 
ACGTGCTACAATGGCGGTGACAATGGGCAGCAACACAGCAATGTGAAGCTAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAG 
TTGGAATCGCTAGTAATCGCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGACGG 
TGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAAGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGNNNNNNNNNNNNNNNNNN 


NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGCTGTAGCAATACAGAGTGGCAGACGGGTGAGTAAC 
ACGTGGGAATCTTCCTATCGGTACGGAATAGCCCAGGGAAACTTGGGGTAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGCCGATAGACGAGCCCGCGTC 
TGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGACGAAGGTCTTCGGATTGTAAAGCTCTTTTGGCGGGGACG 
ATAATGACGGTACCCGCAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCAC 
GTAGGCGGATTTATAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGTAAGTCTTGAGTCCGGAAGAGGTGAGTGGAATTCCTAGTG 
TAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGNAAACTATGGATGCTAGCCGTCGGCAAGCTTGCTTGTCGGTGGCGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGC 
CGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGCTCTTGACATGGTC 
GGACGGTTTCCAGAGATGGATTCCTCCTAGCAATAGGCCGATACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGCCATTAGTTGCCATCATTTAGTTGGGCACTCTAGTGGGACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCC 
TTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGCAGCAACACAGCGATGTGAAGCTAATCTCAAAAAACCGTCTCAGTTCGGATTGGTCTCTG 
CAACTCGAGACCATGAAGTTGGAATCGCTAGTAATCGCGCATCAGCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTT 
GGTTTTACCCGAAGACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAAGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTTGCGCGAGAAAGC 
TACCTTCGGGTAGTGAGTAAAGCGGCGAACGGGTGAGTAACGCGTGGGTAATCTACCTTTAAGTTAAGGATAACTTTTCGAAAGGAAAGCTAATACTTAATAATA 
ACAAAGTAGGCTTTGTCTACGCTTAGAGATGAGCCCGCGTCCCATTAGCTTGTTGGTAGGGTAAAGGCCTACCAAGGCAACAATGGGTAGCCGACCTGAGAGGGT 
GATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCTGCAGGTGGGAATCTTCCGCAATGAGCGAAAGCTTGACGGAGCAACGCCGCGTGAGT 
GATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTTAGGAGACACCCAGTTGATAATACCAGCTGGGCTTGACGGTACCTTTGGAGGAAGCCTCGGCTAATTACGTG 
CCAGCAGCCGCGGTAATACGTAAGAGGCTAGCGTTGTCCGGAATCACTGGGCGTGAAGGGTGCGCAGGCGGTCTAGTAAGTCAAGAGTGAAATCCATCGGCTCAA 
CCGGTGAACTGCTTTTGAAACTATTAGACTTGAGGACAGGAGAAGGAAGTGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGAATACCAATGGCG 
AAGGCAGCTTCCTAGCCTGATCCTGACGCTGAGGTACGAAAGCTAGAGTATCAAACGGGATTAGATACCCCGGTAGTTCTAGCTGTAAACGCTGGACACTAGGTG 
TTGGGGGTTCAACTCCCTCGGTGCTGCAGTTAACGCGTTAAGTGTCCCGCCTGGGGATTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACATTACCAGGGTTTGACATCCTATGACCATCTGTGAAAGCAGAGTTTGGCTCTTTGAGTCACAT 
AGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCTTAGTTGCCAGCACGTAATGGTGG 
GGACTCTAAGAAGACTGCCGCACAAAAAATGCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACTCTGGGCTACACACGTGCTACAATGGTCTA 
AACAGAGGGAAGCAAGACTGCGAAGTTAAGCGAATCTCACAAATTAGATCTCAGTCTGGATTGCAGATTGTAATTCATCTGCATGAAGCTGGAGTCGCTAGTAAT 
CGTGGATCAGAATGCCACGGTGAATATGTTCTCGGGCCTTGTACACACCGCCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAACAA 
CTCCGGGAAACTGGAGCTAATACCGTATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTAC 
CAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATG 
GGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATACTTAAGTCAGGGGTGAAATC 
CCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGGTATCTGGAGTCCGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
GAAGCTAGCCGTTGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGGTCGCGGTTACCAGAAATGGTTTCCTTCAGT 
TCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCA 
TTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACA 
ATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACC 
GCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCGGTACTTGTATCGCGGATTAGTGGCGAACGGGTGAGTAACACGTGAGT 
AACCTGTCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACTGGATATGTCTGCGTGCCGCATGGTGCGTGGTGGAAAGATTTTTTGGTCAAGGGTGGA 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACTCCTTTCGC 
CATTGACGAAGCCCTTCGGGGTGACGGTAGGTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTATGGTAGGGGA 
GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGACGCTGAGAAGCGAAAGCATG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGATTCAGTCTATGAGTTCCGTGCCGCAGCTAACGCATTAAGCG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCT 
TACCAAGGCTTGACATGCACCGGACGATCGCAGAGATGTGGTTTCCTTTTGGGCTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGATGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCT 
CAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCTAACCAGTTTTCTGGAGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAA 
GGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCATCCTTCGGGATGAG 
CGGCGGACGGGTGAGTATCGCGTGGGAACGTGCCCTTCTCTACGGAATAGTCCTGGGAAACTGGGGGTAATACCGTATACGCCCTTTTGGGGAAAGATTTATCGG 
AGAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCTCACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAA 
AGCTCTTTCAGCTGTGAAGATAATGACGGTAGCAGCAGAAGAAGTCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGACTAGCGTTGTTCGGAAT 
TACTGGGCGTAAAGCGCACGTAGGCGGATCAGAAAGT TGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTCAAAACTATTGGTCTGGAGTTCGAGAGAG 
GTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTGCAGACGTCGGGGCAGGATGCTGTTCGGTGTCACACCTAACGGATTAAGCAT 
TCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTT 
ACCAACCCTTGACATCCCCGGACCGCCGCAGAGATGCGGTTTCCTCGTAAGAGGCCGGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTC 
GGTTAAGTCCGGCAACGAGCGCAACCCACGTCCCCAGTTGCCAGCATTCAGTTGGGCACTCTGTGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACG 
TCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAATGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTGTCGTCTGCAAC 
TCGACGGCATGAAGTTGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTT 
CTACCCGACGGGCGTGCGCTAACCCTTACGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGTTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAACGGTTTCTTCGGAGACCT 
AGTAGAGTGGCGCACGGGTGAGTAACGCGTAAGTAATCTACCCTCGCATCAGGGATAACTACGGGAAGCTGTAGCTAATACCGGATACGTTCTCCTATTTACGGA 
CTGGAGAAGAAAGATGGCCTCTTCATGAAAGCTATCGTGCGGGGAGGAGCTTGCGTACCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATGGTTA 


GCGGGTCTGAGAGGATGATCCGCCACACTGGAACTGAAACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGAAACCCTGACGCA 
GCGACGCCGCGTGGATGATGAAGGCCTTAGGGTCGTAAAATCCTGTCAGGTGGGAAGAAGTGGTTATAGACTAATACTCTATTTCTTTGACGGTACCACCAAAGG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAACGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCAGA 
TGTGAAAGCCCATGGCTCAACCATGGACGTGCATTTGAAACTGGCAGACTTGAGTACTGGAGGGGGTGATGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATAT 
CGGGAGGAATACCGGTGGCGAAGGCGATCACCTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGATGTCAACTAGGTGTTGGGGCGGTTAATCGTCTCATTGCCGAAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCTTGACATCCCGGGAATCTCTTAGAAATAAGA 
GAGTGCCTCATTAGAGGAGCCTGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTT 
AGTTGCCATCATTAAGTTGGGCACTCTAGAGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGACCAGGGCTACAC 
ACGTACTACAATGGCATGTACAAAAGGCAGCCACTTCGCGAGAAGGAGCGAATCCTTAAAACATGTCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAG 
TTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGGTTGTACCAGAAGTAGT 
TGAGCGAACTTTTCGGAGACGCAGGCTACCAAGGTATGATCGGTAACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNA 
GTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGATAAAATAAGCTTGCTTATTTTGTTAGTGGCGCACGGGTGAGTAATATATAGCTAACCTGCCCT 
TTAGTGGGGGACAACAGTTGGAAACGACTGCTAATACCCCATACTCCTTCTTATCATAAGGTAAGTTGGGAAAGATTTATTGCTAAAGGATGGGGCTTTATTGTA 
TCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTATGACGCATACCTGGTCTGAGAGGATGATCAGGCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGGAGGATGACGCATTTCGGTGTGTAAACTCCTTTTATAAGGGAAGATA 
ATGACGGTACCTTGTGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGATGCGTA 
GGCTGTAATATAAGTCAGGAGTGAAATCCAACGGCTCAACCGTTGAACTGCTCTTGAAACTGTTTTACTAGAATATGGGAGAGGTAGATGGAATTGGTGGTGTAG 
GGGTAAAATCCGTAGATATCACCAGGAATACCGATTGCGAAGGCGATCTACTGGAACATTATTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCCTAAACGATGCACACTAGTTGTTGCGATGCTAGTCATTGCAGTAATGCACTTAACAGATTAAGTGTGCCGCCTGGGGAGTACGGTCG 
CAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACACGAAGAACCTTACCTGGCCTTGATATCCTAAG 
AATCCTGCAGAGATGCGGGAGTGCTAGTTTACTAGAACTTAGAGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGTGATTAGTTGCTAACAGTTTGGCTGAGCACTCTAATCAGACTGCCTTCGCAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCC 
TTATGGCCAGGGCTACACACGTGCTACAATGGTTAGGACAAAGAGACGCGATACTGCGAAGTGGAGCAAATCTTAAAACCTAGTCTCAGTTCGGATTGGAGTCTG 
CAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGTAGATCAGATATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGT 
TGAATTCACCCGAAGCCGGAATACTAAACTAGTTACCGACCACGGTGGGTTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGGTGAACGCTGGCGGTATGCCTAAGACATGCAAGTCGCACGGACTGTTTCGGCAGTTAGTGGCGGACGGGTGAGTAACACGTAGGTGACCTACCC 
CAAAGTCTGGGACAACTAGGAGAAATCTTAGCTAATCCTGGATGTGAACCTCAGCTGTGGCTGATGTTTAAAGCTTCGGCGCTTTGGGATGGGCCTGCGGCGCAT 
CAGGTAGTTGGTGGGGTAACGGCCCACCAAGCCGACGACGCGTAGCTGGTCTGAGAGGACGACCAGCCACAGGGGTACTGAGACACGGACCCCACTCCTACGGGA 
GGCAGCAGTTAGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGATACCGCTTGAAGGACGAAGCCCTTCGGGGTGTAAACTTCTGAACTCGGGACGATAAT 
GACGGTACCGAGGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTACCCGGATTTACTGGGTGTAAAGGGCGTGTAGGC 
GGTCTCTCAAGTCCGATGCTAAAGACCGAAGCTCAACTTCGGGGGTGCGTTGGATACTGTGAGGCTAGACGGTCGGAGAGGGTAGCGGAATTTCCGGAGTAGCGG 
TGAAATGCGCAGATACCGGAAGGAACGCCAATAGCGAAAGCAGCTACCTGGACGATTTGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACC 
CGGGTAGTCCACGCCCTAAACGATGAGTGCTGGGTGTCCGACATCTGTTGGGTGCCGTAGCTAACGCGTTAAGCACTCCACCTGGGAAGTACGGTCGCAAGACTG 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGTCTTGACATCCACGGAACCCTGG 
TGAAAGCCGGGGGTGCCCGCAAGGGAGCCGTGAGACAGGTGCTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGTTGCTAGTTGCCATCAGTTCGGCTGGGCACTCTAGCGAGACTGCCTACGAAAGTAGGAGGAAGGCGGGGATGACGTCTGATCCGCATGGCCCTTACGACCTG 
GGCGACACACGTGCTACAATGCCTGCCACAAAGCGCTGCGACCCGGCAACGGGAAGCCAATCGCATAAAAGCAGGCTCAGTTCGGATTGGGGTCTGCAACTCGAC 
CCCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGTGGGTTTTGC 
CTGAAGTCGCCGGGAGCCGCAGGCAGGCGCCTAGGGTAAGGCTCATGACTGGGGCTAAGTCGTAACAAGGTAGCTGTACCGNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGAATTTCTGGTGCTTGCACTAGAAATTCTTAGCGGC 
GAACGGGTGAGTAACACGTAAAGAACCTGCCTTATAGACTGGGATAACTACGGGAAACTGTAGCTAATACCGGATAACAACATTTTCCGCATGGGAGATGTTTAA 
AAGTTGGTGAAGCTAACACTATAAGATGGCTTTGCGGAGCATTAGCTAGTTGGTGGGATAAAAGCCTACCAAGGCGACGATGCATAGCCGACCTGAGAGGGTGAA 
CGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAA 
GAAGGATTTCGGTTCGTAAAGCTCTGTTGTTAGGGAAGAAAGGTTGTGTAGTAACTATACACAAAACAGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTTAGAAAGTCTGATGTGAAAGCCCACGGCTCAA 
CCGTGGAAGGTCATTGGAAACTGATAAACTTGAGTGCAGGAGAGAAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCG 
AAGGCGGCTTTTTGGCCTGCAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTG 
TTGGTCTCAAAAGAGATCAGTGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATACTGTGAGGACATAAGAGATTATGTTGTTTGTCTTTTTTAGACAAC 
ACAGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATATCTAGTTGCCAGCAGTAAGATGG 
GGACTCTAGATAGACTGCCAGTGACAAACTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATAGGG 
ACAAAGAGAAGCGAACTTGTAAAGGCAAGCCAATCTCATAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATC 
GCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCTGAAGACGGTGACCTAACCGAAAGGGA 
GGAGCCGGTCACGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGTTTTTCTGGTGCTTGCACTAGAAAAACTTAGCGGCGAACGGGTGAGTAACAC 
GTAAAGAACCTGCCTCATAGACGGGGACAACTATTGGAAACGATAGCTAATACCGGATAACAGCATAAATCGCATGATATATGTTTAAAAGTTGGTTTCGGCTAA 
CACTATGAGATGGCTTTGCGGTGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGTTCG 
TAAAGCTCTGTTGTTAGGGAAGAATGATTGTATAGTAACTATATACAGTAGAGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTTAATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTG 
GAAACTGTTAAACTTGAGTGCAGGAGAGAAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTTTGGC 
CTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGTCTCATAAGAGA 
TCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATACTGTGAGGACACAAGAGATTGTGTTGTTCTGACCTTTGGTTAGACACAGATACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTCTAGTTGCCAGCAGTAAGATGGGGACTCTAGACAGACT 
GCCAGTGATAAACTGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATAGGAACAAAGAGAAGCAAAC 
TCGCGAGAGCAAGCAAACCTCATAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCG 
CGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGACGGTGGCCTAACCTTTAAGGAGGGAGCCGGTCACGGT 
GGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCT 
GGCGGCAGGCCTAACACATGCAAGTCGAGCGCACCTTCGGGTGAGCGGCGGACGGGTTAGTAACGCGTGGGAACATACCCTTTTCTACGGAATAGCCTCGGGAAA 
CTGAGAGTAATACCGTATAAGCCCTTCGGGGGAAAGATTTATCGGGAAAGGATTGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTACG 
ATCTATAGCTGGTTTTAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCC 


TGATCTAGCCATGCCGCGTGTGTGATGAAGGTCTTAGGATCGTAAAGCACTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGT 
GCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTGGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGATTGGAAAGTTGGGGGTGAAATCCCAGGGCTCA 
ACCCTGGAACTGCCTCCAAAACTATCAGTCTAGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGC 
GAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTC 
GTCGGGCAGTATACTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTGTGCTAACCCGAGAGATCGGGNGTTCACTTCGGTGACGCAGT 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGTTCGGCTGGGCAC 
TCTAAGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAAT 
GGGTTAATCCCAAAAAGCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCGCTAACCTTCGGGGGGCAGGCGGCCACGGTAGGATCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTAGCTATAGGCTTAACACATGCAAGT 
CGAGGGGAAACGGCATTATGTGCTTGCACATTTTGGACGTCGACCGGCGCACGGGTGAGTATCGCGTATCCAACCTGCCCTTTACTTGGGGGATAACCCCGTTGA 
AAGACGGCCTAATAACCCGATGTAATTCATTGATGGCATCAGATATGAATAAAAGATTTATCGGTAAAGGATGGGGATGCGTCTGATTAGCTTGTTGGTGAGGTA 
AAGGCTCACCAAGGCNACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATAT 
TGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGCCCTATGGGTTGTAAACTGCTTTTATACGAGAATAATTTGATGCACGTGTGCGTT 
ATTGCATGTATCGTATGAATAAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGTGT 
AGGCGGTTTGTTAAGCGTGTTGTGAAATTTAGGTGCTCAACATTTAACTTGCAGCGCGAACTGTCAAACTTGAGTACACGCAACGTATGCGGAATTCATGGTGTA 
GCGGTGAAATGCTTAGATATCATGAAGAACTCCGATTGCGAAGGCAGCATACGGGAGTGTAACTGACGCTTAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGA 
TACCCTGGTAGTCCGCACAGTAAACGATGGATGCCCGCTGTTAGCGCCTGGCGTTAGCGGCTAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCGGCAA 
CGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAATTGCAGAGGAA 
TTATTTAGAGATAAATATGCCCTTCGGGGTCTCTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAAC 
CCCTTTTCTTAGTTGCCATCAGGTAATGCTGGGCACTCTGGGAACACTGCCACCGCAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGT 
CCGGGGCTACACACGTGTTACAATGGCCGGTACAGAGGGATGGTGTAATGTAAATTGCATCAAATCTTAAAAGCCGGTCCCAGTTCGGACTGAGGTCTGCAACCC 
GACCTCACGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGG 
TGCCCTGAAGTTTCGTAACCGTAAGGAGCGACCTANGGGCAAAACTGGTAATTGGGGC TANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNAGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAGTCGAACGGCCCTCTTCGGAGGGCAGTGGCGCACGGGTGAGTAACGCGTAACTGACCTGCCCCCA 
AGTCTGGAATAACCCTCCGAAAGGAGGGCTAATACCGGATGTGCTGTCCAGTCTTGTCTGGCCAGTAAAGGCGCGAGCCGCTTGGGGATGGGGTTGCGTTCCATC 
AGCTAGATGGTGGGGTAAAGGCCTACCAAGGCGACGACGGATAACCGGCCTGAGAGGGTGGCCGGTCACAGGGGCACTGAGACACGGGTCCCACTCCTACGGGAG 
GCAGCAGTTAGGAATCTTCCCCAATGGACGAAAGTCTGAGGGAGCGACGCCGCGTGAGGGATGAAGGTCTTCGGATTGTAAACCTCTGAATCAGGGACGAAAGAC 
GCTTTAGGCGGGATGACGGTACCTGAGTAACAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACCCGGAATCACTGGGCGTA 
AAGGGCGTGTAGGCGGTACTTTAAGTCTGACTTTAAAGACCGTGGCTGAACCACGGAAGTGGGTTGGATACTGGCGTGCTGGACCTCTGGAGAGACAACCGGAAT 
TCCTGGTGTAGCGGTGGAATGCGTAGATACCAGGAGGAACACCGATGGCGAAGGCAGGTTCTTGGACAGAAGGTGACGCTGAGGCGCGAAAGTGTGGGGAGCGAA 
CCGGATTAGATACCCGGGTAGTCCACACCCTAAACGATGTACGTTGGCTGATGGCGGGATGCCGTCATGGGCGAAGCTAACGCGATAAACGTACCGCCTGGGAAG 
TACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGAC 
ATCCCATGAACCTTGCAGAGATGTGAGGGTGCCCTTCGGGGAACATGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGCCTTGTGTTGCCAGCAGTTCGGCTGGGCACTCACGAGGGACTGCCTGTGAAAGCAGGAGGAAGGCGGGGATGACGTCTAGTCAGCA 
TGGTCCTTACGACCTGGGCGACACACGTGCTACAATGGATGGTACAACGCGCAGCCAAGTCGCGAGACTGAGCGAATCGCTGAAAGCCATCCCCAGTTCAGATCG 
GAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTAGATTGCAGCTGAAACCGCCGGGAGCTTCACGGCAGGCGTCTAGGCTGTGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAACTGTACCGGAAGGTGC 
GGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCC 
TTGCTTGCAGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGAC 
CATGCTTTAGTGTGTGTGGTGGAAAGTTTTTTCGGTACAAGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCG 
ACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCTAGGGAAGAAGCCACTTGTGGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATCCCGGGGCTTAA 
CTCCGGGCGTGCAGGCGATACGGGCATAACTGGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGC 
GAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGT 
GTGGGGATCTTTCTACGATTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATGCAGGATCGCTGCAGAGATGTAGTTTCCCTTGTGGTCTGT 
ATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTGTGTTGCCAGCACGTTATGGTGGGG 
ACTCGCGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACA 
GAGGGTCGCGATACCGTGAGGTGGAGCTAATCCCTGAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCCAAACTCGTTAGGGA 
GCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGAGAGGGCTTTGGCCTGAGTAGCGTGGCGGACGGGTGAGT 
AATGCGTGTGAACCGACCTCATCGTGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATACGACTACGGGTGAAAGGGGGCTTTGGCTCTCGTGGTGAGACG 
GGCTCACGTCCGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGATAGGATGATCAGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTTACGGGAGGCAGCAGNGGGGAATATTGGACAATGGGCGCAACGTGATCCAGCAATGCCGCGTGGGTGAAGAAGGCCTGCDGGTTGTAAAGCCCTTTC 
GGTGGGGAAGAAGTGTTGGGCACGCAGACTGCTTAGCATTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGC 
GAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGTTGATGCAAGTCAGCTGTGAAAGCCCTGGGCTTAACCTGGGAATGGCAGTTGAAACTGCATG 
ACTGGAGTCTGAGAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGGTGGCGAAGGCGGCCCCCTGGCTTAAGACTGAC 
GCTGAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGGCGTAAACGATGTCGACTANNCGTGGGGCTCATTTAAGGGTTTCGTGGCG 
CACGTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGTTGGAGCATGTGGTTTAATTCG 
ATGCAACGCGAANAACCTTACCAGCCCTTGACATCCCAAGAATTCTGCAGAGATGTGGGAGTGCCTTCGGGAGCTTGGAGACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCNTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGKBDAKGTGGGGACTCTAAGGAGACTGCCGGTGATAAAC 
CGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCGATCCTGTGAGGGGGAGC 
CAATCCCAGAAAACTGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGNATCAGCATGNCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGNTGCACCAGAAGCGGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGCGTGTGTCAATGANNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGTGAAAGGGGCTTCGGCCC 
TAAGTAAAGTGGCGCACGGGTGAGTAACACGTGGATAATCTGCCCTTATGATCGGGATAACAGTCGGAAACGGCTGCTAATACCGGATACGCTCAAAATGAACTT 
TTTGAGGAAAGGTGACCTCTGCTTGCAAGTTACTGCATGAGGATGAGTCCGCGGCCCATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCAACGATGGGTAGC 
CGATTTGAGAGGATGATCGGCCACACTGGGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGC 
GACGCCGCGTGAGGGATGAAGGTTTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACCGCACCGTGCTAATCAGCGGTGCATTGACGGTACCTTCAAAGGAAG 


CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCTGCTTTGTAAGTCAGGGGT 
GAAATCCCACGGCTCAACCGTGGAACTGCCTTTGATACTGCTTAGCTTGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTG 
GAGGAACATCAGTGGCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA 
ACGATGGATGCTAGATGTCGGGGAGTATTCTTCGGTGTCGTAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGAAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACATCCACGGAACCTCTCCGAAAAGAGAGGGTGCC 
CTTCGGGGAGCCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGAATAGTTGCCAG 
CAAGTAATGTTGGGCACTCTATTCAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTACT 
ACAATGGCGCGCACAAAGGGAAGCGAGACCGCGAGGTGGAGCCAATCCCAAAAAACGCGTCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAA 
TCGCTAGTAATTCGAGATCAGCATGCTCGGGTGGATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGTTTTACCCGAAGTCGGTGAGCC 
AACCAGCAATGGGGGCAGCCGCCTACGGTAGGGCTGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGATCAAGCTTGCTTGGTCGGATCAGTGGC 
GAACGGGTGAGTAACACGTGAGCAACCTGCCCCAGACTCTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATATGACACTCGCACGCATGTGCTGGGTGTGG 
AAAGTTTTTCGGTCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCC 
TTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTG 
CGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGTTTGTCGCGTCTGCTGTGAAAATCGGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAG 
ACTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGAC 
ACTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAGGTGTGGGTCTCATTCCACGAGATCCGTGCC 
GCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTC 
GATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGACGCATCCAGAGATGGGTGTTCCTTCGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCAACACTTCGGTGGTTGGGGACTCATGGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAAACCGCGAGGTGG 
AGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACTGCCTTGTGCAGGGGGAGCCGTCGAAGGTGGGACT 
GGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCGTGCC 
TAACACATGCAAGTCGAACGGAGAATTGAATAAGCTTGCTTAGACAATTCTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCCATAAANCCGGGACAA 
CCCTTGGAAACGAGGGCTAATACCGGATATCTTAGATNCTGGCATCAGGATATAAGGAAAGATGGCCTCTGAACATGCTATCGATTATGGATGGACCCGCGTCTG 
ATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGATGAAGGTCTTCGGATTGTAAAGTACTGTCATTGGGGAAGAA 
CGGTCTTTTTGAAAATATTGAGGAGACATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCC 
GGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATGCTTAAGTCCGGTGTGAAAGATCAGGGCTCAACCCTGAGAGTGCATCGGAAACTGGGTATCTTGAGGACAG 
GAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTAGAGGGTATCGACCCCTTCTGTGCCGCAGTTAACACAA 
TAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAA 
GAACCTTACCAGGGCTTGACATCCACAGAACTCCGTGGAAACATGGAGGTGCCCCTTCGGGGAGCTGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAANNNCCGCAACGAGCGCAACCCCTGTATTTAGTTGCTANCGAGTAAGGTCGAGCACTCTAGATAGACTGCCGGTGACAAACCGGAGGAAG 
GTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGGTACAGACGGAAGCGAAGCCGCGAGGTGAAGCCAATCCGAG 
AAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCACGAAAGTCTGCAACACCCGAAGCCGGTGGGGTAACCCGCAAGGGGAGC TAGCCGTCGAAGGTGGGGCCGATGATTGGGGTGAA 
GTCGTAACAAGGTAGCCGTATCGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAACACATGCAAGTCGAGCGCTCTTGGAGG 
TTGGAGGTTAGAGGTTAGAAGTTGGATTAAGAAGGAATTCGGCGGAGGCGAATTCCAACAAGGTCCAACATCTAATTTCCAACTTCCAACCTCCAAGGGAGCGGC 
GGACGGGTGAGTAACGCGTGGATAACCTGCCCATTAGACCGGGATAACGCCGGGAAACTGGCGCTAATACCGGATACGCTCCTTGAGCCGCATGGCACGAGGAGG 
AAAGGGGTAACCCGCTAATGGATGGGTCCGCGTCCCATTAGCTAGATGGTGGGGTAACGGCCTACCATGGCGACGATGGGTAGCCGGCCTGAGAGGGTGACCGGC 
CACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAGGAAG 
GCCTTCGGGTCGTAAAGCTCTGTTCTGGGGGAAGAAGAGGGTGACGGTACCCCAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGG 
GCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGC TCAAGAAGTCAGGGGTGAAATACCGCAGCTCAACTGCGGGGGTGCCTCTGAAACCATTG 
GGCTTGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGGCCCTGA 
CGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTGCTAGGTGTTGGGGGGATAGGACCCTTCAGTGCC 
GTAGCAAACGCAATAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GACGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCCTGACGGCCGTGGAAACACGGATTTCACGGGAGTAATCTCGTGACAGGGAGACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACGGTTAGTTGCTAACGGGTAAAGCCGAGCACTCTAGCCGGACTGTCG 
TTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGAACCCGCG 
AGGGGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCCGACAACACCCGAAGCCGGTGAGCTAACCCAGCACTCAACTGAGTGTTTGCAGTATGC 
GTCAGGTAAACCTTGTTCATCCGGGAAGGATGGGTTTGGCATAAGTAACTGTAAACACCGAGTTTGAGTGCTGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGATGAACGCTGGTGGCGTGCTTAACACATGCAAGTCGAGCGAAGCGATTCAAATGAAGTTTTCGGATGGA 
TTTTGAATTGACTTAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGGGATAACAGTCGGAAACGACTGCTAATACCGCATAAGCACACAG 
TGCCGCATGGTACGGTGTGAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCAAGCCGACGATCAGTAGCCGA 
CCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGAC 
GCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCACTGCAAGTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTG 
CTTTGGAAACTGTGGTGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTA 
CTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGGAGCAA 
AGCTCTTCGGTGCCGCCGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCGGAATGACCGGGATGTAACGATCCCTTCCCTACGGGGCATTCCAGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCAAGTCAAGTTGGGCACTCTGGGGAGA 
CTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCAAA 
GGAGCGATCTGGAGCAAACCCCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGAATGCC 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAACGCCCGAAGTCAGTGACCCAACCGTAAGGAGGGAGCTGCCGAAGGC 
GGGACTGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACG 
CTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTCTTGCTTGCAAGAGTGGATTAGTGGCGAACGGGTGAGTAATATATAGCTAACCTGCCCCTTAGA 
GAGGGACAACAGTTGGAAACGACTGCTAATACCTCATACTCCTTCTTAACATAAGTTAAGTTGGGAAAACTCCGGTGCTAAGGGATGGGGCTTTACGGTATCAGG 
TAGTTGGTGGGGTAAAAGCCTACCAAGCCAATGACGCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCA 


GCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGAGGATGACGCATTTCGGTGTGTAAACTCCTTTTATATCCCAAGATAATGAC 
GGTAGGATATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGATGCGTAGGCGG 
ATAATCAAGTCAAAAGTGAAATCCCACGGCTTAACCGTGGAACTGCTTTCGAAACTGGTTATCTAGAATATGGAAGAGGCAGATGGAATTAGTGGTGTAGGGGTA 
AAATCCGTAGAGATCACTAGGAATACCGATTGCGAAGGCGATCTGCTGGGACATTATTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCCTAAACGATGCACACTAGTTGTTGCGATGCTCGTCATTGCAGTAATACAGTTAACACATTAAGTGTGCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTGGACTTGAAATCCTTGGAATCT 
TTCAGAGATGAGAGAGTGCTAGTTTACTAGAACCAAGTGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCGTCCTTAGTTGCTAACAGTTCGGCTGAGCACTCTAAGGAGACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTATG 
TCCAGGGCTACACACGTGCTACAATGGTTGGGACAAAGAGCAGCGATACCGCGAGGTGGAGCAAATCTTAAAACCCAATCTCAGTTCGGATTGGAGTCTGCAACT 
CGACTCCATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCAATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATT 
TCACTCGAAGCCGGAATACTAGATTAGTTACCGTCCACAGTGGAATTAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAAAGGGGCTTCGGCCCTGAGTAAAGTGGCGCACGGGTGAGTAACACGTGGATAATCT 
GCCTGATGATCTGGGATAACATTTCGAAAGGAGTGCTAATACCGGATAAGCCCACAGCAACCTCGGTTGCAGCGGGAAAAGGGGGCCTCTTCCTGAAAGCTTCTG 
TCATTAGATGAGTCCGCGGTCCATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGATGGATAGCTGGTTTGAGAGAATGATCAGCCACACTGGAACTGA 
GACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTA 
AAGCTCTGTCAGGAGGAAAGAAACTCCAGAAGGCTAATATCCTTTTGGACTGACGGTACCTCCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAT 
ACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCCGGGCTTAACCTGGGAAGTGCATTGG 
AAACTGGGAAACTTGAGTACGGGAGAGGGAAGTGGAATTTCGAGTGTAGGGGTGAAATCCGTAGATATTCGAAGGAACACCGGTGGCGAAGGCGGCTTCCTGGAC 
CGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTTGCGGGTATTGACCCC 
TGCAGTGCCGAAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCGATCGTACGATATGGAAACATATTGGTCAGTTCGGCTGGATCGGTGACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGGAGACTGC 
CGGTGTTAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGATACCG 
CAAGGTGGAGCAAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGATTGTACCTGAAATCGGTGAGCTAACCTTTCAGGAGGCAGCCGCTTATGGTATG 
GTCGGTAACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCCTAACACATGCAAGTCGTGCGCGCCCTTC 
GGGGTGAGCGGCGGACGGGTGAGTAACGCGTGGGAATATGCCCTTCTGTTGAGGATAGCCCTGGGAAACTGGGAGTAATACTCGATACGCCCTCCGGGGGAAGGA 
AGGATTAGCCCGCGTTAGATTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGATCTATAGCTGGTTTTAGAGGATGATCAGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTCGTAAAGC 
TCTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTAC 
TGGGCGTAAAGCGCACGTAGGCGGATCAGAAAGT TGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCATAAACTCCTGGTCTTGAGTTCGAGAGAGGTG 
AGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGCAAGCATGCTTGTCGGTGACACACCTAACGGATTAAGCATTCC 
GCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACC 
AACCCTTGACATACTTGTCTCGCTCCAGAGATGGAGCTTTCAGTTAGGCTGGACAAGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGG 
TTAAGTCCGGCAACGAGCGCAACCCACATCTTCAGTTGCCAGCAGTTCGGCTGGGCACTCTGGAGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGT 
CAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCATCTACAATGGGTTAATCCCCAAAAGATGTCTCAGTTCGGATTGGGGTCTGCAACT 
CGACCCCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGATTGGTTCT 
ACCTGACGGCCGTGCGCTAACCTTCGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCCTAACACATGCAAGTCGAGCGAACCCTTCGGGGTTAGCGGCGGACGGGT 
GAGTAACGCGTGGGAACGTACCCTCTTCTGCGGAATAGCCACTGGAAACGGTGAGTAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGGAGGAGGATCGGC 
CCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCCATAGCTGGTTTTAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTAGCCATGCCGCGTGTGTGACGAAGGCCTTAGGGTCGTAAAGCACTTTCGCC 
TGTGATGATAATGACAGTAGCAGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAA 
AGCGCACGTAGGCGGATCAGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTTCTGGTCTGGAGTTCGAGAGAGGTGAGTGGAATT 
GCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGCAAGCATGCTTGCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAG 
TACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGAC 
ATCCTGATCGCGGATCGCGGAGACGCTTTCCTTCAGTTCGGCTGGATCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTC 
CGGCAACGAGCGCAACCCACATCCCTAGTTGCCAGCAGTTCGGCTGGGCACTCTATGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCC 
TCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAATGGGTTAATCCCCAAAAACCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCC 
ATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGA 
CGGCCGTGCGCTAACCTCTTCGGAGGAGGCAGCGGACCACGGTAAGCTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGCTCTCCCAAATTGATTTT 
ATGCTTGCATAAATGATTTTTGGATTCGGAGCGAGTGGCGAACTGGTGAGTAACACGTGGGTAACCTGCCCCGAAGCGGGGGATAACATTTGGAAACAAGTGCTA 
ATACCGCATAATTAGTTGGAACCGCATGGTTCCAACTTGAAAGATGGCTCTGCTATCACTTTGGGATGGACCCGCGCCGTATTAGTTAGTTGGTGAGATAAAAGC 
CCACCAAGACGATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCAC 
AATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAAAGAAGAACAAGTGTTAGAGTAACTGTTAACAC 
TTTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGC 
AGGCGGTTTTGTAAGTCTGCTGTGAAAGCCCTCAGCTCAACTGAGGAAGTGCAGTGGAAACTACAAAACTTGAGTACAGAAGAGGAAAGTGGAACTCCATGTGTA 
GCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGTTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGA 
TACCCTGGTAGTCCATGCCGTAAACGATGAATACTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGAC 
CGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGATGCTACGCGAAGAACCTTACCAGCTCTTGACATCTTC 
TGCCAACCCAAGAGATTGGGCGTTCCCTTCGGGGACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTATTATTAGTTGCCAGCATTTAGTTGGGCACTCTAGTGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTT 
ATGAGCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTCGCGAAACCGCGAGGTCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGCAGGCTGC 
AACTCGCCTGCATGAAGTTGGAATCACTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTT 
GTAACACCCAAAGACGATGGGGTAACCTTTTAGGAGCTAGTCGTCTAAGGTGGGACAGATGATTAGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAGTCGAACGGCCCAGCTTGCTGGGCAGTGGCGCAC 
GGGTGAGTAACACGTGACTGACCTACCCCGAAGTTCTGAATAACCTGGCGAAAGTCGGGCTAATACAGGATGTGCAGTATCGCTGTGGCGATACTGCAAAGGTTT 
ACCGCTTTGGGATGGGGTTGCGTTCCATCAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGACGGATAGCCGGCCTGAGAGGGTGGCCGGCCACAGGGGCA 
CTGAGACACGGGTCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCGACGCCGCGTGAGGGATGACGGTTTTCGGAT 
TGTAAACCTCTGAATCAGGGACGAAAGGGCCTTTATGGCAGATGACGGTACCTGAGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGT 


GCGAGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTACGCGGGATGTTAAGTCCGGTCTTAAAGACCGCAGCTCAACTGCGGGAGTGGACTGGATACTGGCA 
CTCTGGACCTCTGGAGAGGTAGCTGGAATTTCTGGTGTAGCGGTGGAATGCGTAGATACCAGAAGGAACACCAATGGCGAAGGCAGGTTACTGGACAGAAGGTGA 
CGCTGAGGCGCGAAAGTGTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGATGTACGTTGGCAGATCGCAGGATGCTGTGATTTGCGAAG 
CTAACGCGATAAACGTACCGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAGACCTTGACATCCACAGAACGCCGCGGAAGCGCGGCGGTGCCCTTCGGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCATTTAAGTTGGGCACTCTAGAGGGACTGCCTGTGAAAGCAGG 
AGGAAGGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGGTCTGGGCTACACACGTGCTACAATGGCCAGTACAACGCGCAGCAAACTTGCGAGAGTGAGCGAA 
TCGCTAAAAGCTGGCCTCAGTTCAGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGTGGGTCAGCATACCGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCATGGGAGTAGATTGCAGCTGAAACCGCTGGGAGCCGCAAGGCAGGCGTCTAGGCTGTGGTTTATGACTGGGGTGAAGT 
CGTAACAAGGTAGGTGTACCGGAAGGTGCGGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGGTGAACGCTGGCGGCG 
TGCTTAAGACATGCAAGTCGAACGCGGTCTTCGGACCGAGTGGCGCACGGGTGAGTAACACGTAACTGACCTACCCAGAAGTCACGAATAACTGGCCGAAAGGTC 
CGCTAATACGTGATGTGGTGATGCACCGTGGTGCATCACTAAAGATTTATCGCTTCTGGATGGGGTTGCGTTCCATCAGCTGGTTGGTGGGGTAAAGGCCTACCA 
AGGCGACGACGGATAGCCGGCCTGAGAGGGTGGCCGGCCACAGGGGCACTGAGACACGGGTCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCACAATGGG 
CGCAAGCCTGATGGAGCGACGCCGCGTGAGGGATGAAGGTTTTCGGATCGTAAACCTCTGAATCTGGGACGAAAGAGCCTTAGGGCAGATGACGGTACCAGAGTA 
ATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTACGCGGAAATTTAAGTCTG 
GTTTTAAAGACCGGGGCTCAACCTCGGGGATGGACTGGATACTGGATTTCTTGACCTCTGGAGAGGTAACTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATA 
CCAGGAGGAACACCAATGGCGAAGGCAAGTTACTGGACAGAAGGTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACACC 
CTAAACGATGTACGTTGGCTAAGCGCAGGATGCTGTGCTTGGCGAAGCTAACGCGATAAACGTACCGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATGCTAGGAACTTTGCAGAGATGCAGAGG 
TGCCCTTCGGGGAACCTAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTG 
TCAGCATTCAGTTGGACACTCTAGAGGGACTGCCTATGAAAGTAGGAGGAAGGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGTCCTGGGCGACACACGTGC 
TACAATGGGTAGGACAACGCGCAGCAAACCCGCGAGGGTAAGCGAATCGCTAAAACCTATCCCCAGTTCAGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGA 
ATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTAGATTGCAGTTGAAACCGCCGGGA 
GCTTTGCGGCAGGCGTCTAGACTGTGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAACTGTACCGGAAGGTGCGGCTGGANNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNAGGGTGAACGCTGGCGGCGTGCTTAAGACATGCAAGTCGAACGGGGTCTTCGGACCCAGTGGCGCACGGGTGAGTAAC 
ACGTGACTGACCTACCCCGAAGTTCTGAATAACCTGGCGAAAGTCGGGCTAATACAGGATGCGCAGTATCGCTGTGGCGATACTGCAAAGATTTATCGCTTCGGG 
ATGGGGTTGCGTTCCATCAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGACGGATAGCCGGCCTGAGAGGGTGGCCGGCCACAGGGGCACTGAGACACGG 
GCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCGACGCCGCGTGAGGGATGACGGTCTTCGGATTGTAAACCTCT 
GAACTAGGGACGAAAGACGCGTAAGCGGGATGACGGTACCTAGGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTACC 
CGGAATCACTGGGCGTAAAGGGCGTGTACGCGGCTTGTTAAGTCTGGTTTTAAAGGCTGAGGCTCAACCTCAGAAATGGACTGGATACTGGCAAGCTTGACCTCT 
GGAGAGGTAACTGGAATTTCTGGTGTAGCGGTGGAATGCGTAGATACCAGAAGGAACACCAATGGCGAAGGCAAGTTACTGGACAGAAGGTGACGCTGAGGCGCG 
AAAGTGTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGATGTACGTTGGCCTAGCGCAGGATGCTGTGTTGGACGAAGCTAACGCGATAA 
ACGTACCGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCAGACCTTGACATGCACGGAACGCGCTGGAAGCAGCGCGGTGCCCTTCGGGGAACCGTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCATTTGGTTGGGCACTCTAGAGGGACTGCCTGTGAAAGCAGGAGGAAGGCGGGGA 
TGACGTCTAGTCAGCATGGTCCTTACGGTCTGGGCTACACACGTGCTACAATGGCCGGTACAACGCGCAGCGAACTTGTGAGAGTAAGCGAATCGCTAAAAGCCG 
GCCTCAGTTCAGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGTGGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCATGGGAGTAGATTGCAGCTGAAACCGCTGGGAGCCGCAAGGCAGGCGTCTAGGCTGTGGTTTATGACTGGGGTGAAGTCGTAACAAGGTAG 
GTGTACCGGAAGGTGCGGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGGTGAACGCTGGCGGCGTGCTTAAGACATG 
CAAGTCGAACGGGCTCTTCGGAGCCAGTGGCGCACGGGTGAGTAACGCGTAACTGACCTACCCCAAAGTCGCGGATAACGATTCGAAAGAATCGCTAATACGTGA 
TGTGCTGTTCCATCGTGTTGGATCAGTAAAGATTTATTGCTTTGGGATGGGGTTGCGTTCCATCAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGACGGA 
TCGCCGGCCTGAGAGGGTGGCCGGCCACAGGGGCACTGAGACACGGGTCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCACAATGGGCGAAAGCCTGATG 
GAGCGACGCCGCGTGAGGGATGAAGGTCTTCGGATCGTAAACCTCTGAATCAGGGACGAAAGACACTTTATGTGGGATGACGGTACCTGAGTAATAGCACCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTACGCGGACACTTAAGTCTGGTTTTAAAGACT 
GCGGCTCAACCGCAGGGATGGACTGGATACTGGGTGTCTTGACCTCTGGAGAGAGAACTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATACCAGGAGGAACA 
CCAATGGCGAAGGCAGGTTCTTGGACAGAAGGTGACGCTGAGGCGCGAAAGTGTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGATGTA 
CGTTGGCTAACCGCAGGATGCTGTGGTTGGCGAAGCTAACGCGATAAACGTACCGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATGCATGGAACTCCTGAGAGATCAGGAGGTGCCCTTCGGGG 
AGCCATGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACCTTTAGTTGCCAGCATTGAGT 
TGGGCACTCTAGAGGGACTGCCTATGAAAGTAGGAGGAAGGCGGGGATGACGTCTAGTCAGCATGGTCCTTACGACCTGGGCTACACACGTGCTACAATGGATGG 
GACAACGCGCAGCCAACTTGCGAAAGTGAGCGAATCGCTGAAACCCATCCCCAGTTCAGATCGGAGTCTGCAACTCGACTCCGTGAAGTTGGAATCGCTAGTAAT 
CGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTAAATTGCAGCTGAAACCGCCGGGAGCCTCACGGCAG 
GCGTCTAGGCTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAACTGTACCGGAAGGTGCGGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGCGAAAGTCCTTCGGGGTGAGTAGAGTGGCGGACGGGTGAGTAACGCGTG 
GGAATCTGCCTAGTGGTGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATACGCCCTACGGGGGAAAGGGGGCTTCGGCTCTCGCTGCTAGATGAGCCCAC 
GTCCGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTCAGTTGGG 
AAGAAAAGGTCGGTGTTAATACCATTGGCTTTTGACGTTACCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTT 
AATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGTTGAGTCAGTCAGCTGTGAAAGCCCCGGGCTTAACCTGGGAACTGCAGTTGATACTGCTCGACTCGAGT 
CTGAGAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGGCTTAAGACTGACGCTGAGGT 
GCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGACTAGCCGTGGGGCTCATTTAAGGGTTTTGTGGCGCAGCTAAC 
GCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACG 
CGAAGAACCTTACCAGCCCTTGACATCCTCGGGACTTGGCAGAGATGCCTTGGTGCCTTCGGGAGCCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACTTCGGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAG 
GTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGC TACACACGTGCTACAATGGTCGGTACAGAGGGTCGCGACCCCGCGAGGGTGAGCCAATCTCAG 
AAAACCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGTAGATAGCCTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTCAATGACTGGGGTGNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGTCCGGCAC 
TCAACGTAGTTGGGTGGCGGATAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTTAAGACCGGGATAGCACCTCGAAAGGGGTGGTAATACTGGATAA 
GCTCCTTATAGGGCATCCTATAGGGAGGNAAGGGAAGCGCAAGCTACCGCTTAAGGATGGGCCCGCGTCCCATCAGCTAGTTGGTAGGGTAACGGCCTACCAAGG 
CGACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGCGG 
AAGCCTGACCCAGCGACGCCGCGTGGGNGAGGAAGGCCTTCGGGTTGTAAACCCCGTTAGTGTGGGAAGAAGGGATGACGGTACCACACGAAAGCCCCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCAATCAAGTCAGGTGTAAAAGACCCGG 


GCTCAACCCGGGGGTAGCATCTGAAACTGATTGGCTAGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCA 
GTGGCGAAGGCGACTCTCTGGACTGGCCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTAC 
TAGGTGTGGGGCGCGGAAGCGTTCCGTGCCGTAGCGAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAGCGAACCGAAAGGGGAGCGACCTTACCGGG 
AGGTAAGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTGCCAGCG 
GGNNNNGCCGGGCACTCTAGGGGGACTGCCGTGGAGGACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTAAATGCCCTGGGCCACACACGTGCTAC 
AATGGCCGGTACAGAGGGGAGCGAAGCCGTGAGGCGGAGCGAATCCCAAAAAGCCGGTCCAAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGCCTGCGACACCCGAAGCCGGTGACCCAA 
CCGGGAAGGAGGGAGCCGTCGAAGGTGGNGCAGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAAGCTTGCTTGGGTACTCGAGTGGCGAACGGGTGAGTA 
ACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACGATGGTTTGGATGCCATTGTGGAAAGTTTTTTCGGTGT 
GGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGATA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGNGACGCCGCGTGGGGGATGACGGCCTTCGGGNTGTAAACT 
CCTTTCGCTAGGGACGAAGCGTTTTGTGACGGTACCTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGG 
AATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGTAAGCCCGCAGCTTAACTGCGGGACTGCAGGCGATACGGGCATAACTTGAGTGCTGT 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAA 
AGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATT 
AAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAG 
AACCTTACCTGGGCTTGACATACACCAGATCGCCGTAGAGATACGGTTTCCCTTTGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCAGCTGATGGTGGGGACTCNTGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGCATGCGAGCCTGTGAGGTGGAGCGAATCGCTGAAAG 
CCGGTCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACAGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTGTTACAGGGAGCTGTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAAC 
AAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGG 
CCTAACACATGCAAGTCGAGCGGATGAAGAGAGCTTGCTCTCTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTCT 
CGAAAGGGACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTA 
ATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAGCGAATACCTT 
GCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
CGCGTAGGTGGTTTGTTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTAGGGCAGAGGGTGGTGGAATTTCCT 
GTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGGCTCATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAAGCCTTGAGCTTTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTA 
CGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACAT 
CCAATGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACATTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAA 
CGAGCGCAACCCTTGTCCTTAGTTACCAGCACATTATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATG 
GCCCTTACGGCCTGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTTGCTAAGCCGCGAGGTGGAGCTAATCCCAGAAAACCGATCGTAGTCCGGATCGCA 
GTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGG 
GAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACC 
TGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCGTGCTTAACACATGCAAGTC 
GAACGGAAAGGCCCTAGCTTGCTGAGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTTGTACTCTGGGATAAGCTTGGGAAACTGGGTCTA 
ATACCGGATAGGAACTGCCTTTAGTGTGGTGGTTGGAAAGTTTTTTCGGTGCAAGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGC 
GTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGA 
AGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGACAGGGACGAAGCTTTTTGTGACGGTACCTGTATAAGAAGCACCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATT 
CCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGA 
ACACCGATGGCGAAGGCAGGTCTCTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGT 
GGGCGCTAGGTGTAGGGGGCTTCCACGTCTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACNCGAAGAACCTTACCTGGGCTTGACATACACCAGATCGCTGCAGAGATGTAGTTTCCCT 
TGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATTT 
NGTTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
TCGGTACAACGCGCAGCGACACTGTGAGGTGGAGCGAATCGCTGAAAGCCGGTCTTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAG 
TAATCGTAGATCAGCAATGCTGCGGTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCCTAATACAT 
GCAAGTCGAACGAACGGAGCTAGGAACTGAACCCGGCAAAGTTAGTGGCGCACGGGTGAGTAACACGTGGAGAACCTACCCTTTTGCGGGGGATAACCATTGGAA 
ACGATGACTAATACCGCATAGAATCGCAGATCGCATGATCAACGAAGGAAAGACGGCTTCGGCTGTCGCAAAAGGATGGCTCCGCGGTGCATTAGCTAGATGGTG 
GGGTAACGGCCTACCATGGCAATGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGG 
ANTCTTCCGCAATGGGCGCAANNCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTCTTCGGATCGTAAAGCACTGTTGTTAGAGAAGAACGACCGCTAGAGTAA 
CTGTTAGCGGAGTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA 
AAGGGAGCGCAGGCGGTGACTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGTCACTTGAGTNCAGAAGAGGAAAGNGGAAT 
TCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCACCCTTCAGTGCTGGAGTTAACGCAATAAGCACTCCGCCTGG 
GGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCT 
TGACATCTCTTGCATAGCCTAGAGATAGGTGAAGCCCTTCGGGGCAAGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTATCACTAGTTGCCAGCATTCAGATGGGGACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATC 
ATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGAACTCGCAAGGGCAAGCGAATCTCTTAAAGCCATTCTCAGTTCGGATT 
GTTCTCTGCAACTCGAGAACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCA 
CGAGAGTTTGTAACACCCGAAGCCGGTGGCCTAACTTTATGAAGCCGTCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGT 
GCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAMCGGCAGCA 
CAGGAGAGCTTGCTCTCTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCA 
TACGACCTTAGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGATAGATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATC 
CGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGA 
TCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAG 
AATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTNGTTTAAGTC 
CGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGA 


GATCGGGAGGAACATCTGTGGCGAAGGCGGCCATCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCCTAAACGATGCGAACTGGATGTTGGGTGCAACTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATG 
GATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTA 
GTTGCCAGCACGTAATGGTGGGAACTTTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACA 
CACGTACTACAATGGTAGGGACAGAGGGCTGCAAGCCGGCGACGGTGAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGA 
AGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGC 
AGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGNNCGGCAGCACAGTAAGAGCTTGCTCTTATGGGTG 
NCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGA 
GGACCTTCGGGCTTCGCGCGGTTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAA 
GAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAATCGGTTAATACCCGGTTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGATTTAAGTCTGTTGTGAAAGCCCTGGGCTCAA 
CCTGGGAATTGCAGTGGATACTGGGTCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGGCG 
AAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATG 
TTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTG 
AGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGA 
ACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACA 
GAGGGCTGCAAACCCGCGAGGGCAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCA 
GATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGG 
CGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGMRCGGCAGCACAGTAAGARCTTKCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAA 
TACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATT 
GAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACAC 
GGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCC 
CTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAG 
GGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTG 
GGTCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAACAC 
TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGT 
ATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAA 
TTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGYCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGC 
AAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATG 
ACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGC 
GGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGT 
GGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAARCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCGATGTCGGATTAGC 
TAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCARCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAG 
TCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTA 
CTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGAGTGTGGTAGAGGG 
TAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTC 
GCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGA 
CGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGC TGCAAACCCGCGAGGGCAAGCCAATCCCAGAAACCCTATC 
TCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGSCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGG 
TAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTC 
GAACGGCAGCACAGTAAGAGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTA 
CGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCAC 
CAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATG 
GGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTG 
ACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGT 
GGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGYGGATACTGGGTCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGYAG 
TGAAATGCGTAGAGATCGGGAGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCA 
AGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAA 
CTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTAC 
GACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGC TGCAAACCCGCGAGGGTAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAA 
CTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTG 
TTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTT 
GCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTAC 
GGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGT 
CTGAGAGGATGATCARCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATG 
CCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAA 


GCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGRTCACTAGAGTGTGGTAGAGGGTAGYGGAATTCCCGGTGTAGCAGTGAAATGCGTWGAGATCGGGAGG 
AACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA 
TGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCC 
TTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCA 
CGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTAC 
AATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGTAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATC 
GCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTA 
ACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGGTGGCGAGTGGCG 
GACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGG 
GCTTCGCGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACT 
GGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTC 
GGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCG 
CGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATT 
GCAGTGGATACTGGGTCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGGCGAAGGCGGCTA 
CCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAA 
TTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTCATGGTGGGAACTCTAAGGA 
GACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCA 
AACCCGCGAGGGCAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATT 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCAC 
GGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
AGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAA 
TCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCG 
ATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCARCCACACTGGAACTGAGACACGGTCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGG 
GAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCG 
TTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGA 
GTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAG 
GCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTA 
ACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAA 
CGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGG 
AAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCC 
CAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTA 
ACACATGCAAGTCGAACGGCAGCACAGTGGTAGCAATACCATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTGGGGGATAACGT 
AGGGAAACTTACGCTAATACCGCATACGACCTTAGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGATAGATGAGCCGATGTCGGATTAGCTAGTTGGCGGGG 
TAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACC 
CGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAG 
CGTGCGTAGGTGGTTGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGCAACTAGAGTGTGGTAGAGGATGGCGGAATTCC 
CGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCTGTGGCGAAGGCGGCCATCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAACTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGA 
GTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGA 
CATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTCATGGTGGGAACTTTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTGAGGACAGAGGGCTGCAAACTCGCGAGAGTGAGCCAATCCCAGAAACCTCATCTCAGTCCGGATT 
GGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGG 
AAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCAC 
AGTAAGAGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGC 
ATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGTTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGAT 
CCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG 
ATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAA 
GAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGT 
CTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAG 
AGATCGGGAGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGAT 
GGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTT 
AGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTAC 
ACACGTACTACAATGGTAGGGACAGAGGGC TGCAAACCCGCGAGGGCAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATG 
AAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAG 
CAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTTCTAGTGGCGCACGGGTGCGTAACGCGTGGGAA 
TCTGCCCAGAGGTTCGGAATAACACAGAGAAATTTGTGCTAATACCGGATGATGTCGCAAGACCAAAGATTTATCGCCTTTGGAGGAGCCCGCGTAGGATTAGCT 
AGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTACCCGGGAAGATAATGACT 
GTACCGGGAGAATAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGT 


CTTTTAAGTCAGAGGTGAAAGCCCGGGGCTCAACTCCGGAATTGCCTTTGAAACTGGAAGACTTGAACACGGGAGANGTGAGTGGAATTCCGAGTGTAGAGGTGA 
AATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACCGTTGTTGACGCTGATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGACGACTAGCTGTCGGGGCTCTTAGAGTTTCGGTGGCGCAGCTAACGCATTAAGTCGTCCGCCTGGGGAGTACGGCCGCAAGGT 
TAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGGTAGGACGACT 
TCCAGAGATGGATTTCTCCCTTCGGGGCCTACACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TCGTCCTTAGTTGCAACCATTCAGTTGTGCACTCTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTG 
GGCTACACACGTGCTACAATGGCGGTGACAGAGGGTTGCCACTCCGCGAGGAGGAGCTAATCCCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGT 
GCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTGACCC 
GAAGACAGTGGGCTAACCCGCAAGGGAGGCAGCTGGCCACGGTCGGTTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGAAGTCTTCGGACTTAGTGGCGCACGGGTGAGTA 
ACACGTGGGAATATACCTCTTGGTGGGGAATAACGTCGGGAAACTGACGCTAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGCCGAGAGATTAGCCCGCG 
TCCGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCACCCACGA 
CGATGATGACGGTAGTGGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGC 
ACGCAGGCGGTGGTCATAGTCAGAAGTGAAAGCCCTGGGCTCAACCCGGGAATTGCTTTTGATACTGGACCGCTAGAATCACGGAGAGGGTAGTGGAATTCCGAG 
TGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTACCTGGCCGTCGATTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGTTGTTGGGGTGCATGCACCTCAGTGACGCAGCTAACGCGTTAAGCACTCCGCCTGGGGAGTACG 
GCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGG 
GACGTATGTTTGCCAGAGATGGTGACTTGTCTTCGGACGCGTCCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTCATCTTCAGTTGCCATCATTTAGTTGGGCACTCTGAAGAAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTCGCTAACTCGCGAGAGTATGCTAATCCCTAAAAGCCATCTCAGTTCGGATTGCACTC 
TGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAG 
TTGGCTTTACCCGAAGCCGGTGCGCTAACCGCAAGGAGGCAGCCGACCACGGTAAGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGC 
GGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACG 
GAAAGGCCCTGCTTGCAGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCCTTACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACTGG 
ATAGGACCATGCTGTAGGTGGTGTGGTGGAAAGATTTTTTCGGTAAGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGAC 
GGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGATACGGCCCAGATTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTG 
ATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCAGCCATGACGAAGCCCTTGTGGTGACGGTAGTGGTAGAAGAAGCACCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTCTGTCGCGTCATTTGTGAAAGCCCGG 
GGCTTAACTCCGGGTTGGCAGGTGATACGGGCATGACTGGAGTACTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGC GAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGC 
GCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGGATGCGGCCAGAGATGGTTGTTCCCTTTG 
TGGCTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCNTTGTCTCGTGTTGCCAGCATTTGG 
TTGGGGACTCGCGGGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCT 
GGTACAGAGAGTTGCGATACCGTGAGGTGGGGCTAATCTCTTAAAGCCAGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAGTCGCTAGTA 
ATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCAGCTTGCTGGGGTACTCG 
AGTGGCGAACGGGTGAGTAACACGTGAGTGATCTGCCCTGGACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATATGACAATCGTTTAGTGTCGGTTG 
TGGAAAGTTTTTTCGGTCTGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGG 
CCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAA 
GGCCTTCGGGTTGTAAACTCCTTTCGGCAGGGACGAAGCTTTTTGTGACGGTACCTGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
NGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTANGTGGTTGGTCGCGTCGTCTGTGAAATCCCAGGGCTTAACTCTGGGCGTGCAGGCGATACG 
GGCCAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAANGCAGGTCTCTGGGCAGTAA 
CTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGGGACTTCCACGTTNTTCG 
TNCNGTAGCTAACGCATTAAGCGCCCCGCNTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATGCAGGATTGGGCTAGAGATAGTTCGTCCCTTGTGGTCTGTATACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATGAGAGACTGCCGGGGTTA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACGTGCTACAATGGTCGGTACAATGCGCAGCGACACTGTAAGGTGA 
AGCGAATCGCATAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGNNTCCANCAATGGATACTTAGTGGCGAACGGGTGAGTAACGCGTAGACAACCTGCCTCTAAATTGGGG 
ACAACACCGCGAAAGTGGTGCTAATACCGAATGTGGTATCTTGGTCGCATGACTGAGATAAGAAAGGTGGCCTCTGAATATGCTACCGATTAGAGATGGGTCTGC 
GTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCGGATTGTAAAGCTCTGTCGTTTGGG 
ACGAACGTGGGATGTGTGAATAATGCATTCTAATGACGGTACCAAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGT 
TGTCCGGAATTATTGGGCGTAAAGGGCGTGTAGGTGGATCTTTAAGTCGTGTGTCTAAGTGCGAGGCTCAACCTCGTATAGGCGCAGGAAACTGGTTATCTTGAG 
TGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTGTCTGACACTGAGG 
CGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGAGGGTATCGACCCCTTCTGTGCCGCAAGCTA 
ACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAA 
CGCGAAGAACCTTACCAGGACTTGACATTGAGTGAAAAACTAAGAGATTAGTTCCTATCCTTCGGGATACACGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGCAGACAATGCGGA 
GGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGGCTTAAACAAAGCGAAGCAAGACCGCGAGGGTAAGCAAA 
ACGCATAAACAAGCTCTCAGTTCGGATCGGAGGCTGCAACTCGCCTCCGTGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGACAACACCCGAAGCCGGTGGGGTAACCAGCAATGGAACTAGCCGTCTAAGGTGGGGCCGATGATTGGG 
GTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCTTAAGCATGCAAGTCGAACGGCAAGAAGAAGCTTGCTTCTT 
CCTAGAGTGGCGGACTGGTGAGTAACGCGTGGATGACGTACCCTCGTGACGGGGATAGCCGGTAGAAATACCGGATAATACCGGATAAGGTCTCACGGAATAAAG 
GCGTGAGAGGAAAGCAGCGTATGCTGCGCAGGAGGAACGGTTCGCGGCCTATCAGCTAGTTGGCAGGGTAAAGGCCTACCAAGGCGACGACGGGTATCCGGCCTG 
AGAGGGTGGACGGACACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGGAACCCTGACGGAGCGACGCCG 
CGTGGACGATGAAGGTCGGAAGATTGTAAAGTCCTTTTATACATGAAGAAGAAGCTAAGAAGGAAATGGAATAGCGGTGACTGTAGTGTATGAATAAGCACCGGC 
TAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGCAGGCGGTCGTGCAAGCCCGGCGTGAAAGGT 
GGGGGCTCAACTCCCAAACTGCGCTGGGAACTGTAAGGCTTGAGTTTCTGAAGGGCAGCCGGAATTCCACGTGTAGGGGTGAAATCTGTAGATATGTGGAAGAAC 
ACCAATGGCGAAGGCAGGCTACCGGCAGAAGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTCAACGATGT 


GCACTAGATGTCTGTCCACGAGGATGGGTGTCAAAGCAAACGCGATAAGTGCACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGGTACGCGAGGAACCTTACCTGGGTTTGACATACACAGGGATTATGTAGAGATATGTAAGCGCAGCAATG 
CGCCTGTGAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACTGCCAGTTACCAGCGCGTAAA 
GGCGGGGACTCTGGCGGAACTGCCTGCGACAAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGT 
TGGGACAGAGCGAANNNNNNNCGAGAGTACAAGCAGAACGCAGAAATCCGATCGTAGTCCGGATTGGAGTCTGAAACTCGACTCCATGAAGTTGGAATCGCTAGT 
AATCGCACATCAGCACGGTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCGAGTGGAGGGTACCCGAAGCCGGCAGTCTAACCGCAA 
GGGGGACGCTGTCGAAGGTATGCTTCGTGAGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTGGCGGCGTG 
CTTAACACATGCAAGTCGAACGGAAAGGCTCCAGCTTGCTGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTCAACTTCGGGATAAGC 
TTGGGAAACTGGGTCTAATACCGGATAGGACCATGGTTTAGTGTTCATGGTGGAAAGCTTTTGCGGTTGGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGG 
TAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCCTTCGGGTTGTAAACTCCTTTCGCTACCGACGAAGCCCTTGGGTGACGGTAG 
GTGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGT 
CGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGGAAT 
GCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
GTCCATGCTGTAAACGGTGGGCGCTAGGTGTGAGCCTCTTCCACGGGGTTTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTA 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCAGATCGGGC 
TAGAGATGTCTTTCCCTTTGTGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGT 
CTTATGTTGCCAGCACGTGGTGGTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGG 
CTTCACACATGCTACAATGGTCGGTACAGTAGGTTGCGATACCGTGAGGTGGAGCTAATCCTTGTAAAGTCGGCCTTAGTTCGGATTGGGGTCTGCAACTCGACC 
CCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACC 
CGAAAACCATGGCCTAACCCTTGTGGAGGGAGTGGTTGAAGGTGGGATTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCAGTGCTTGCACTGGTGCTC 
GAGTGGCGAACGGGTGAGTAACACGTGAGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCATGCTTTAGATGGTGTG 
GTGGAAAGTTTTTTCGGTGTGGGATGAGCTTGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACG 
GCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGA 
CGGCCTTCGGGTTGTAAACTCCTTTCGCAACTGACGAAGCTTTGTGTGACGGTAGGTTGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTGTGTGAAATTCCGGGGCTTAACTTCGGGGTTGCATACGATAC 
GGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGT 
AACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGGCCCTTCCACGGGTTT 
CGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGAATCGCTGCAGAGATGTGGTTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCATGTTGTGGTGGGCACTTATGAGAGACTGCCGGGGT 
TAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGCAGCTACCTCGTGAGGG 
GACGCGAATCGCTGAAAGCCGGTCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTGTGAAAAGGAGCTGTCGAAGGTGGGATCGGCGATTG 
GGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATGAACGCTGGCGGCATGC 
CTAACACATGCAAGTCGAACGAGACCTTCGGGTY TAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACAGTGAGAAATTACTGCT 
AATACCGAATGATGACGTAAGTCCAAAGATTTATCGCCCAAGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATCCTTAG 
CTGGTYTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAG 
CAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGA 
ACTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGG 
CTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGC 
ACTTAGTGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCSTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCTGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGTCCGGACGATTTCCAGAGATGGATCTCTTCCCTTCGGGGACTGGAACACAG 
GTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCATCATTTAGTTGGGTACTCTAAA 
GGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAG 
CAATCCCGCGAGGGTGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCAT 
GCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAACTCGCAAGAGAGGCAGGCGACC 
ACGGTGGGCTTANCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNAATGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTYTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTTCGGA 
ATAACAGTGAGAAATTACTGCTAATACCGAATGATGACGTAAGTCCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAAAAGC 
TCACCAAGGCGACGATCCTTAGCTGGTYTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGAC 
AATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGSCCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCT 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAKGTAGAGGTGA 
AAGCCTGGAGCTCAACTCCAGAACTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGA 
AGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGATAACTAGCTGTCCGGGCACTTAGTGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTG 
ACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGTCCGGACGATTTCCAGAGATGGATCTCTT 
CCCTTCGGGGACTGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTACCA 
TCATTCAGTTGGGTACTCTAAAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTA 
CAATGGCGGTGACAGTGGGCAGCAATCCCGCGAGGGTGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGGCGTTGCGCTAA 
CTCGCAAGAGAGGCAGGCGACCACGGTGGGCTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCCTAGCTTGCTAGGTGGATTAGTGGCGCACGGGT 
GAGTAACGCATAGATAACATGCCCTTTAGTTTGGGATAGCCACTAGAAATGGTGATTAATACCAAATACTACCCTATGGGGGAAAGATTTATCGCTAAAGGATTG 
GTCTATGTCCTATCAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCAATGACGGGTATCCGGCCTGAGAGGGTGAACGGACACACTGGAACTGAGACACGGTCCA 
GACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGCAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTG 
TCAGAGAAGATAATGACGGTATCTGACGATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTA 
AAGAGTGCGTAGGCGGGGTTGTAAGTCAGGTGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTACAACTCTGGAGTGTGGGAGAGGTAGGTGGAAT 
TCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACAATACTGACGCTGATTGCACGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGATGCTAGTTGTTGGGGGGCTTTGTCCCCCCAGTAATGCAGCTAACGCCTTAAGCATCCCGCCTG 
GGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACACGAAGAACCTTACCTAGGC 


TTGACATTGAAGGAATCCCCTAGAAATAGGGGAGTGTCTAGCTTGCTAGACCCTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCTTTCTTAGTTGCTAACAGGTCAAGCTGAGCTCTCTAAGAATACTGCCTGCGTAAGCAGGAGGAAGGTGAGGACGACGTC 
AAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGATGCACAAAGAGATGCAATGCCGCGAGGCTGAGCCAATCTTAAAAACATCTCTCAGT 
TCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAATCGCAAATCAGCCATGTTGCGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCG 
TCACACCATGGGAGTTGTGTTTGCCTTAAGTCAGGATGCTAAAGTAGCTACTGCCCACGGCACACACAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCACAGCTTGCTGTGGTACTCGAGTGGCGAACG 
GGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAAACTGGGTCTAATACCGGATATGACCACTTTTTGGATGGGGTGGTGGAAAGCTTT 
TGCGGTATGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGT 
TGTAAACTCCTTTCGCCAGGGACGAAGCGTGAAGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCG 
TTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTTTGTGTAAGTCCACGGCTTAACTGTGGGATGGCAGGCGATACGGGCATAACTTG 
AGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGA 
GGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCT 
AACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCTGGGCTTGACATACACCGGATCGGGCTAGAGATAGTCTTTCCCTTGTGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTGATGGTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAACGCGTGTGCGACACTGTGAGGTGAAGCTAATCG 
CTCTAAAGCCGGTCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCAGTGGCCTAAACGTGTTAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGA 
AGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACA 
CATGCAAGTCGAACGGAAAGGCCGAAGCTTGCTTCGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAA 
ACTGGGTCTAATACCGGATATGACGATCTCTTGGATGGGGTTGTGGAAAGCTTTTGCGGTATGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGC 
CTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCAACCGACGAAGCTTTTGTGACGGTAGGTTGAGAAG 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTT 
TGTGGAATACCGCAGCTTAACTGCGGGGTTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATA 
TCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGGTGGGCGCTAGGTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGATCGCTGCAGAGATGT 
CAGCTTCCCTTTGTGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGT 
TGCCAGCATTTGGTTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACA 
TGCTACAATGGTCGGTACAACGCGTTTGCGAGCTCGTGAGGGTGGGCTAATCGCTGAAAGCCGGTCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGT 
CGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCCA 
TGGCCCAAACTTGTTAGGGAGTGGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCGTGCCTAATACATGCAAGTGGAACGCATTTATAACTACCGTAGCTTGCTACAATTGGTATAAATGAGTCGC 
GAACGGGTGAGTAACGCGTAGGTAACCTACCTTTAAGCGGGGGATANCTATTGGAAACGATAGCTAATNCCGCATAAAAGGAGCTAACCCATGTTAGCTTTTTAA 
AAGGTGCAACAGCATCACTTAAAGATGGACCTGCGTTGTATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTTCGATACATAGCCGACCTGAGAGGGTGATC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAG 
AAGGTTTTCGGATCGTAAAGCTCTGTTATAAGCGAAGAATAGGAGTAAGAGTGGAAAGTTTACTCTATGACGGTAGCTTATCAGAAAGGGACGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGTGGTTTAATAAGTCTGAAGTTAAAGGCAGTGGCTCAA 
CCATTGTACGCTTTGGAAACTGTTAAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGA 
AAGCGGCTCTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGT 
TGGGTCCTTTCCGGGACTCAGTNCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGGTGCCGGTTCTAGAGATAGAACTTTTCTTAGGAACACTGGA 
GACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTNAGTCCCNCAACGAGCGCAACCCCTATTGTTANTTGCCATCATTAAGTTGGGCACT 
CTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCGGTACAACG 
AGTTGCGAGCTGGTGACAGTAAGCTAATCTCTTAAAGCCGATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGAT 
CAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAGGAGCCAGC 
CGCCTAAGGTGGGATAGATGATTGGNGTGAAGTCGTAACAAGGTAGCCGNATCGGAAGGTGCGGNTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNTAGCGGCAGGCCTAATACATGCAAGTCGAGGGGCAGCGGGTCTCCTTTCGGGGAGATGCCGGCGACCGGCGCACGGGTGCGTAAC 
GCGTATGCAACCTACCCTGCACTGGGGGATAGCTCAGGGAAACTTGAGGTAATACCCCATATGCTCATCGAGGGGCATCCCTTGTTGAGGAAAGCTCCGGCGGTG 
CAGGATGGGCATGCGTCCGATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCTACGATCGGTAGGGGGTCTGAGAGGATGATCCCCCACACGGACACTGAGAC 
ACGGGTCCGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCCATGCCGCGTGGAGGAAGACGGCCCACCGGGTTGTAAA 
CTCCTTTTGTCAGGGACGAAAGAGCGCCTGCGGGCGTGTGTTTGACGGTACCTGACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TGCAAGCGTTATCCGGATTTACTGGGTTTAAAGGGTGCGTAGGCGGCCTTGTAAGTCCGTGTTGAAAGGCTACGGCTTAACCGTAGTAAGGCATTGGATACTGCG 
AGGCTTGAGTACAGTGGGGGCAGATGGAATTGGTGGAGTAGCGGTGAAATGCATAGATACCACCAGGAACACCGATAGCGAAGGCAGTCTGCTACGCTGTAACTG 
ACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTCGGTGTCAGCCGCTGGGGTTGGTGCCTAAG 
CGAAAGCGATAAGTATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATA 
ATACGCGAGGGACCTTACCTGGGCTAGAATGCCTCTGACCGCTACCGAAAGGTAGCTTCCCTTCGGGGCAGAGTGCAAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCCTTAGTTGCTAACGGGTCAAGCCGAGGACTCTAAGGGGACTGCCTGCGCAAGCAGAGAG 
GAAGGTGGGGATGACGTCAAGTCATCACGGCCCTTACGCCCAGGGCGACACACGTGCTACAATGGCGCGTACAGAGGGTAGCGAGCCTGCGAGGGTGAGCCAATC 
CCGGAAAGCGCGCCACAGTACGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGG 
ACCTTGTACACACCGCCCGTCAAGCCATGGGAGTCGGGTGCGCCTGAAGACGGTGGCCGCTGAGGAGCCGTTTAGGGCGAAACCGATGACTGGGGCTAAGTCGTA 
ACAAGGTAGCCGTACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCCTAATGCATGCAAGTCGAGCGA 
AGTTATTGCTTTCGGGTAATAACTCAGCGGCGAACGGGTGAGTAACACGTAGGTGATCTACCCTTCAGAGGGGGACAACCTTGGGAAACCGAGGCTAATCCCACA 
TGAGTTCGTTGGCAGGGATGCTGATGAAGAAAAGGTTACTGAGAAGTAATCGCTGAAGGATGAGCCTGCGGCCCATCAGGTAGTTGGCGAGGTAAAGGCTCACCA 
AGCCGAAGACGGGTAACCGGTCTGAGAGGATGTACGGTCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGCAGGGAATTTTGGGCAATGGGC 
GAAAGCCTGACCCAGCGACGCCGCGTGGAGGAAGAAATCTTCGGGATGTAAACTCCTGGACTGGGGGACGAGAGAGGACGGTACTCCAGTAGAAAGGGACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAAAACGTAGGTCCCGACGTTGTTCGGATTCACTGGGTGTAAAGGGCGCGTAGGCGGTTGTTTGTGTCTCATGTGAAAACTCAG 
GGCTCAACTCTGAGATTGCGTGGGAAACTAAGCAGCTAAGAGGACGGTAGAGGGGAGTGGAATTCCCGGTGTAGCGGTAAAATGCGTAGATATCGGGAAGAACAC 
CGGTGGCGAAGGCGGCTCTCTGGGCCGATCCTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGGGT 
GCTAGGTGTTGGGGGGTAAAGACCCTTCAGTGCCGGAGCGAACGCGATAAGCATCCCACCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGGCGGGG 
GTCCGCACAAGCGGCGGAGCATGTGGTTTAATTCGATGCTGCCCGAAGAACCTTACCAGGGTTTGACATGATGGTAGTAGTAACCTGAAAGGGGAACGACCTGAC 


CGTAAGGGAAGGAGCCATTGCAGGTGTTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCGTAACGAGCGCAACCCTCATCCCTAATTGCT 
ACTTACGAAGAGTGAGAGCACAATAGGGAGACCGCTGGCGAAGAGCCAGAGGAAGGGGAGGATGACGTCAAGTCAGCATGGCCTTTATGCCCTGGGCTACACACA 
TGCTACAATGCAGGGTACAATGGGAAGCGAAGCCGCGAGGTGGAGCAAATCCCGAAAAGCCCTGCTCAGTTCGGATCGTACGCTGCAATTCGCGTGCGTGAAGTC 
GGAGTCGCTAGTAACCGTGGATCAGCAAAGCCGCGGTGAATACGTTCTCGGGCCTTGCACACACCGCCCGTCAAGCCACCCGAGTCGGGTTCACCAGAAGGCCGG 
TAACCGAAAGGGCCCGGACGACGGTGTGCCTGGTAAGGAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGG 
CATGCCTTACACATGCAAGTCGAACGGCAGCACGGAGCTTGCTCTGGTGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCCTAGAGTGGGGGATAAC 
GTAGCGAAAGTTACGCTAATACCGCATACGATCTAAGGATGAAAGTGGGGGATCGCAAGACCTCATGCTCGTGGAGCGGCCGATATCTGATTAGCTAGTTGGTAG 
GGTAAAAGCCTACCAAGGCATCGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTGAGAGCTAATA 
TCTCTTGCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGTGCGCAGGCGGTTTTGTAAGTCTGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTGGAGACTGCAAGGCTAGAATCTGGCAGAGGGGGGTAGAATT 
CCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGTCAAGATTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGA 
GTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGA 
CATGGCTGGAATCCCCGAGAGATTGGGGAGTGCTCGAAAGAGAACCAGTACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGC 
CCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGCGCCGCCAACCCGCGAGGGGGAGCTAATCGCAGAAAGTGTATCGTAGTCCGGATTGTAGT 
CTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGA 
GCGGGTTTTACCAGAAGTAGGTAGCTTAACCGCAAGGAGGGCGCTTACCACGGTAGGATTCGTGACTGGGGTGAAGTCGTAACAAGGTAGNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGAGCTTGCTCTGGTGGCGAGTG 
GCGAACGGGTGAGTAATATATCGGAACGTACCCTGGAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATACGATCTACGGATGAAAGTGGGGGATCGC 
AAGACCTCATGCTCGTGGAGCGGCCGATATCTGATTAGCTAGTTGGTAGGGTAAAAGCCTACCAAGGCATCGATCAGTAGCTGGTCTGAGAGGACGACCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCC 
TTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTGAGGGCTAATATCCTTTGCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAG 
CCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGTCTGATGTGAAATCCCCGGGCTCAACCTGGGA 
ATTGCATTGGAGACTGCAAGGCTAGAATCTGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCAG 
CCCCCTGGGTCAAGATTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTC 
TTAATTGACTTGGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGG 
ATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGACGGAATCCCGAAGAGATTTGGGAGTGCTCGAAAGAGAGCCGNTACACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGCGCCGCCAACC 
CGCGAGGGGGAGCTAATCGCAGAAAGTGTATCGTAGTCCGGATTGTAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGC 
GGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTAGGTAGCTTAACCGCAAGGAGGGCGCTTACCACGGTAG 
GATTCGTGACTGGGGTGAAGTCGTAACAAGGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTG 
GCGGCGTGCTTAACACATGCAAGTCGAACGGGATCCAAAGGCTTTTTGTTTTTGGTGAGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTT 
TGGATAACCGCATGAAAGTGTGGCTAATACAGGATATTCCAGGCTGGTCGCATGATTGGTTTGGGAAATGGTTTGGTCTGGTGGGGGATGGGCTCGCGGCCTATC 
AGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGGGCGGTCACACTGGGACTGAGATACGNCCCAGANTCCTACGGGAG 
GCAGCAGTGGGGGATTTTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCGCTGGGTTGAAAGGC 
CATGCTTTGGGTGTGGTTGATTTGAACTGGTAAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACTAGCGTTGTCCGGATTTATTGG 
GCGTAAAGGGCTTGTAGGTGGTTTGTCGCGTCTGTCGTGAAATCCTGTGGCTTAACCATGGGCTTGCGGTGGGTACGGGCAGGCTTGAGTGCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACACTGAGGAGCGAAAGCGTGGGGA 
GCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCGTGTGGTTTCTGCGCCGTAGCTAACGCATTAAGTGTCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAG 
GCTTGACATGCACCGGTACAGTGTAGAGATATGCTGGCCTTTTTGGCTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTCTCGTGTTGCCAGCATTTGGTTGGGGACTCTCGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGATGGTACAGAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTTAAAGCTGTTCTCAGTTCGGA 
TCGTAGTCTGCAACTCGACTACGTGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACG 
TCACGAAAGTTGGTAACACCCGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGC 
AAGTCGAACGGTGAAGCTCCAGCTTGCTGGAGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCAGACTCTGGAATAAGCGCTGGAAACGGC 
GTCTAATACTGGATACGAGACCAACCTGCATGGGTATGGTCTGGAAAGTTTTTCGGTTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCA 
CCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAAT 
GGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAG 
CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGT 
GAAAATCCGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAG 
GAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCACTACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAA 
ACGTTGGGAACTAGGTGTGGGTCTCATTCCACGAGATCCGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACTTCCAGAGATGGTTG 
CCCCTTTTAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCA 
GCACGTAATGGTGGGGACTCATGGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGC 
TACAATGGCCGGTACAAAGGGCTGCGAAACCGCAAGGTGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGA 
GTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGC 
CCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGAAGTAGCTTGCTACTTCGGCGTCGAGCGG 
CGGACGGGTGAGTAATGCCTAGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATGCCTTCGGGCCAAAGAGGGGGACCTTC 
GGGCCTCTCGCGTCAGGATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACA 
CTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCT 
TCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGGGTGTACGTTAATAGCGTGCATCCTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGC 
CGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTCGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAA 
CTGCATTTGAAACTGGCGGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGC 
CCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGC 
CTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGCCAGCGGAGACGCAGGTGTGCCTTCGGGAACTCTGAGACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGG 


AGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGC 
CAACCAGCGATGGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAAT 
GTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTAGGTAGTTTAACCTTTCGGGGAGGACGCTTACC 
ACTTTGTGGTTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTAACGCTGGCGGCGTGCATAACACATGC 
AAGTCGAACGATGAAACTTAAATGATTTCTTCGGAATGAACTTAAGTGGATTAGTGGCGGACGGGTGAGTAACGCGTGAGTAACCTGCCTTACACAAGGGGATAG 
CCGTTGGAAACGACGAATAATACCCTATGAAACTATCACTTCGCATGAAGCGATAGTCAAAGTGTTAGCGGTGTAAGATGGACTTGCGTCTGATTAGCTAGTTGG 
TGAGAAAAAAGCCCACCAAGGCAACGATCAGTAGCCGGCTTGAGAGAGTGTACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATTTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGATTTAGAAGGCCTTCGGGTTGTAAAAATCTTTTGTATAGGAAGAAAATGACAGTACTAT 
ACGAATAAGGTCCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAAGGACCGAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTACGTAGGCGGGTCATTAA 
GTTAGAAGTCAAAGGCTATAGCTCAACTATAGTAAGCTTCTAAAACTGGAGACCTTGAGTAATGGAAGGGAAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGCA 
GATATTAGGAGGAATACCGGTGGCGAAGGCGACTTTCTGGCCATTAACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGAGTGTTAGGTGTCTGGAGTAAATCTGGGTGCCGCAGCTAACGCATTAAACACTCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAG 
GAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATATTTTGGAAGCACTTAGAGATAAG 
TGCCTATATCTTCGGATAACTGAAATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCATAACGAGCGCAACCCCTATGGCT 
AGTTACCATCATTAAGTTGGGGACTCTAGCAATACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGACTTGGGCTACAC 
ACGTGCTACAATGGCAGGTACAGAGGGCAGCAAGACAGCGATGTTAAGCAAAACTCAAAAAGCCTGTCCCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAA 
GTTGGAGTTGCTAGTAATCGTGGATCAGAATGCCACGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTTGGCAATACCCGAAGCCT 
GTGAGCGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGAGCGATG 
AACCTCTTCGGATCCCTTCGGGGTGAAGAAGAGCGGATTAGCGGCGGACGGGTGAGTAACGCGTGAGGAACCTGCCTCTCACAACGGGATAGCCTCGGGAAACCG 
GGATTAATACCGTATGAGACCACAGTAACGCCTGTTACAGTGGTTAAAGTCACAGCGGTGAGAGATGGCCTCGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCC 
TACCAAGGCTGCGATCAGTAACCGGCCTGAGAGGGTGAACGGTCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACA 
ATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGGCTTTCGAGTCGTAAAGCTCTGTCCTATGGGAAGATAATGACGGTACCATAGGAGGAAGCCC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTTCGCAGGCGGCTCGGCAAGTCCGATGTAAA 
AGGCGAAGGCTTAACCTTCGYAAGCATCGGAAACTGTCGAGCTTGAGTGAAGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGG 
AATACCGGTGGCGAAGGCGACTTGCTGGACTTCAACTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGA 
TGAGTGCTAGGTGTCGGGGGTCAAACCTCGGTGCCGTCGTTAACACAATAAGCACTCCGCCTGGGGAGTACGTGCGCAAGCATGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCGGGACTTGAAATATTGTCGCCAATTTTAGAGATAAAATGTTTTCTTC 
GGAAACGGCAATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACTTTCAGTTGCCAGCGCAT 
TATGGCGGGAACTCTGGAAGGACTGCCGATGATAAATCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCCGGGCTACACACGTGCTACAAT 
GGTCGGTACAGAGGGCAGCGAGACAGCGATGTTAAGCGAATCTCAAAAAGCCGATCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAGTTGCT 
AGTAATCGCGGATCAGAATGCCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCAATACCCGAAGCCAGCGAGCCAACCG 
TAAGGAGGCAGCTGTCGAAGGTAGGGTTAATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGCGCTTAACACATGCAAGTCGAGCGATGAAATCTTGACAGATCCTTCGGGGTGAAGATAAGATGGATTAGCGG 
CGGACGGGTGAGTAACACGTGAGTAACCTGCCTTAGACATTGGGATAGCCTCGGGAAACCGGGATTAATACCAAATGAAATCATAGGTGCCCATGCACTAATGAT 
CAAAACTCCGGTGGTCTAAGATGGACTCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGAACGGCC 
ACATTGGAACTGAGAAACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAACGATGAAGG 
CTTTCGAGTCGTAAAGTTCTTTTATATGGGAAGATAATGACGGTACCATAAGAAAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTA 
GCGTTGTCCGGAATCACTGGGCGTAAAGGGTTCGCAGGCGGAAATGCAAGTCAGATGTAAAAGGCAGTAGCTTAACTACTGTAAGCATTTGAAACTGCATATCTT 
GAGAAGAGTAGAGGTAAGTGGAATTTTTAGTGTAGCGGTGAAATGCGTAGATATTAAAAAGAATACCGGTGGCGAAGGCGACTTACTGGGCTCATTCTGACGCTG 
AGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGTGCTAGGTATCGGAATAATTCGGTGCCGCAGTTAACACAT 
TAAGCACTCCGCCTGGGGAGTACGTGCGCAAGCATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGGCTTGACATACTGAGGACCGGTATAGAGATATACCCTCTTCTTCGGAAGCCTCAATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTCAGTTAAGTCTGGCAACGAGCGCAACCCCTATCTTTAGTTACCAGCATTTCGGATGGGGACTCTAAAGAGACTGCCGATGATAAATCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCTATATGCCCTGGGCTACACACGTGCTACAATGGAAGATACAAAGGGAAGCGAGATAGTGATATTAAGCCAACCTCAAAAA 
GTCTTTCTCAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGATGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATGCGTTCCCGGGTCTTGTA 
CACACCGCCCGTCACACCATGGAAGCTTGTAATACCCGAAGCCTGCGAGCGAACCTTAGGGAAGCAGCAGTCGAAGGTAGGATAGGTGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATNNTGCCTCAGATTGAATGCTGAC 
GGCGTGGATGAGGCATGCAAGTCGAACGAAACGGGCAACCGTTTAGTGGCGGAAGGGTTAGTAATACATGGATAACTTGCCTTTAACTTTGGGATAACGATTGGA 
AACGATCGCTAATACCAAATGTGGTGGGGGTAATTAAATTTACCTTTATCAAAGTGGGGGATCGCAAGACCTCGCGGTTAAAGAGAGGTCCATGGGATATCAGCT 
AGTTGGTGTGGTAATGGCGCACCAAGGCTAAGACGTCTAGGCGGATTGAGAGATTGACCGCCAACACTGGGACTGAGACACTGCCCAGACTCCTACGGGAGGCTG 
CAGTCGAGAATCATTCGCAATGGGCGAAAGCCTGACGATGCGACGCCGTGTGAGCGATGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCTGGGAGCAAGAGAAGC 
CGACTAATATTCGGCTAATTTGAGAGTACCAGGTAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCAAGCATTAATCGGATTTAT 
TGGGCGTAAAGGGCGCGTAGGCGGGAACATAAGTCAGATGTGAAATCCTGGAGCTCAACTCCAGAACAGCATTTGAAACTATATTTCTTGAGGGTAGGCGGAGAA 
AACGGAATTCCACATGTAGCGGTGAAATGCGTAGATATGTGGAAGAACATCGGTGGCGAAGGCGGTTTTCTAGCTTATTCCTGACGCTGAGGCGCGAAAGCAAGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCTTGCCGTAAACGATGTATACTTGGTGTAATTGGACTCAACCCCAATTGTGCCGGAGCTAACGCGTTAAGTATA 
CCGCCTGGGGAGTACGCTCGCAAGGGTGAAACTCAAAAGAATTGACGGGGACCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTA 
CCCAGACTTGACATGCAGAAGACAGCTTTAGAGATAGAGTGTTCCTTAGGGACTTCTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCCAACACGTAATGGTGGGAACTCTAATGAGACTGCCTGGGTTAACCAGGAGGAAGGTGAGGATGACG 
TCAAGTCCGCATGGCCCTTATGTCTGGGGC TACACACGTGCTACAATGGTCGGTACAGAAGGCAGCGAAGCCGTGAGGTGAAGCAAATCCCAAAAAGCCGATCCC 
AGTTCAGATTGTAGTCTGCAACTCGACTACATGAAGATGGAATTGCTAGTAATGGCGAGTCAGCAACATCGCCGTGAATACGTTCCCGGGTCTTGTACACACCGC 
CCGTCACATCATGGGAGTTGGTTTTACCCGAAGCCGCTGACTTAACCGCAAGGAGAGAAGCGTCGAAGGTGAGGCTGATGACTGGGATGAAGTCGTAACAAGGTA 
GCCCTATCGGAAGGTGGGGCTGGATCACCTCCTTTNTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTAGTGGCGGACGGGT 
GAGTAACGCGTGACCAACCTACCCATAAGTTGGGGATGACACTGGGAAACTGGTGCTAATACCGCATAAGCTTGTTATCTCGCATGGGGGACACAGTAAAGATGG 
CCTATAGGGGCTATCGCTTATGGATGGGCTCGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAACCGACCTGAGAGGGTGGNCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGACTCAGCGACCCCGCGTGAGCGAAGA 
AGGCCTTTGGGTCGTAAAGCTCTGTTGTAAGGGACGAAGGACACGCTGCGAATAGTGGCGTGAGGTGACGGTACCTTACGAGGAAGCCCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCACGTAGGCGGGTGAATAAGTCAGGTGTGAAAGACCGGAGCTCAACT 
TCGGGGTTGCATCTGATACTGTTCATCTTGAGGGCAGGAGAGGGCAGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGAAATCAGGAGGAATACCGGTGGCGAA 
GGCGGCTGCCTGGACTGTCCCTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTA 
GGAGGTATNGACCCCTTCCGTGCCGGAGCAAACGCAATAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGCCTTGACATCCAGCGAACCTGGTGGAAACACTGGGGTGCCTGTCGAAAGGCAGGA 
GCGCTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTAACAGGTGAAG 
CTGAGCACTCTAATGGGACTGCCCGTGACAAGCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGGTCTGGGCTACACACGTGCTACAATGGGT 


GGTACAGAGAGAGGCGAAGCCGCGAGGTGGAGCGAATCTCAAAAAGCCACTCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTA 
ATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCAACACCCGAAGTCGGTGAGCTAACCGCGGA 
AGCGGAGGCAACCGCCGAAGGTGGGGTCGGTGATTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTA 
GTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACCGCTGACCGCATGGTTGGTG 
GTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCATGAGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACG 
GGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTGGGCGACATTCCACGTCGTCC 
GTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTT 
AATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCGCTAGAGATAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCATGCCTTCGGGGTGATGGGGACTCACAGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGT 
GAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGG 
ACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNAGAGTTTGATNNTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCGAACGGTTCCTTCGGGGACCAAGTAGAGTGGC 
GCACGGGTGAGTAACGCGTAAGTAATCTCCCCTTGCATTCGGAATAACTCACCGAAAGGTGTGCTAATACCGGATACGTCTGGAATAATGACTTTTTTTCAGAGA 
AAGGCAGCCTCTATTTATAAGCTGTCGTGCAAGGATGAGCTTGCGTACCATTAGCTAGTTGGTAGGGTAAGGGCCTACCAAGGCGACGATGGTTAGCGGGTCTGA 
GAGGATGATCCGCCACACTGGAACTGGAACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGCAACCCTGACGCAGCGACGCCGCG 
TGGATGATGAAGGCCTTCGGGTTGTAAAATCCTGTCAGATGGGAAGAAATGTATGGGTATTAATAGTGCCCGTATTTGACGGTACCATCAAAGGAAGCACCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCACTTTAAGTCATATGTGAAAGTCC 
ACGGCTCAACCGTGGAAGTGCATGTGAAACTGGAGTGCTTGAGTACTGGAGGGGGTGGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATA 
CCGGTGGCGAAGGCGACCACCTGGCCAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTC 
AACTCGGTGTTGGGATGGTTAATCGTCTCATTGCCGGAGCAAACGCATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGTCTTGACATCCCGGGAATCCTGTGGAAACACGGGAGTGCCTTTC 
GAGGAACCCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCATTA 
GTTGGGCACTCTAAAGAGACTGCCGGTGCAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTATGGCCTTTATGATCAGGGCTACACAAGTACTACAATGGCCG 
GTACAACGGGCAGCAACACAGCGATGTGAAGCGAATCTCGCAAAGCCGGTCTCAGTCCGGATTGGAGTCTGCAACTCGACGCCATGAAGTTGGAATCGCTAGTAA 
TCGCGGAGCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGGTTGTACCAGAAGCAGTTGAGCTAACTATACGT 
AGAGGCAGGCTGCCAAGGTATGATCGGTAACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGGGCTGGACTACCTCCTTNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCCCAGCAATGGGAGCGGCAGACGGGTGAGTAACGCGTG 
GGGATCTGCCCTTTGGTACGGAATAACCCAGGGAAACTTGGACTAATACCGTATGTGCCCTTCGGGGGAAAGATTTATCGCCAAAGGATGAACCCGCGTCTGATT 
AGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGCCGGTGAAGATAAT 
GACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTAGG 
CGGATCGTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCCTTGATACTGGCGATCTCGAGTTCGAGAGAGGTTGGTGGAACTCCGAGTGTAGAG 
GTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCCAACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGGGGGTTTACCTTTCAGTGGCGCAGCTAACGCCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAA 
GATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGGCAGGACG 
ACTTCCGGAGACGGATTTCTTCCAGCAATGGACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCGCCTCTAGTTGCCAGCATTAAGTTGGGCACTCTAGAGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAC 
GGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGATGCAAAAGGGCGACCTCTAGCAAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAAC 
TCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCT 
TTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNCTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTGAGAGGGGGATAACAGGTCGAAAGGCCTGCTAATACC 
GCATAACGCTAAGATGCCGCATGGCGTCTTAGCCAAAGGTTAATTCCGCTCAAGGATGGGCCCGCGGCCCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGC 
GACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAA 
ACCCTGACGCAGCGACGCCGCGTGAGCGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCCCTGACGATAATGACGGTAAGGGAGGAGGAAGCCACGGCTAACT 
ACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCTCTTTAAGTGGGGTGTGAAATCCCTGGG 
CTCAACCCAGGAACTGCACTCCAAACTGGAGAGCTAGAGTGCAGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAG 
TGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTACT 
AGGTGTAGGGGGCGAAGCCCTCTGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACCGAACCCTGTGGAAACACGGGGGTGCCCTTCGGGGAAC 
GGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCACTTCGGGTG 
GGCACTCTAAAGGGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGCTCTGGGCTACACACGTGCTACAATGGCCGGT 
ACAATGAGTTGCAAACCCGTGAGGGGGAGCTAATCTCAAAAACCGGTCCCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGCCGGCAACACCCGAAGCCAGTGGGCTAACCCGCAAGGGA 
GGCAGCTGTCGAAGGTGGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTGCGAGAAAGTGGGCTTCGGCCCGCGAGTACAGCGGCGCACGGGTGAGTAACACGTGGGTG 
ATCTCCCTAACAGATTGGGATAACAGCGGGAAACTGCTGCTAATACCGGATACGATCCACTTAATCGTGGATGAAAGGCGGCCTCTGCTTGCAAGCTGCCACTGT 
TAGATGAGCCCGCGTCCCATTAGCTTGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGGGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAAACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGTGTGAGGGAAGAAGGCCTTCGGGTCGTAAACC 
TCTGTCAGAAGGGAAGAACCCCCAAGGTTCGAATAGGGCTTTGGGCTGACGGTACCTTCAGAGGAAGCACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGG 
AAGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCTGCTTTGTAAGTCGGATGTGAAAGCCCTCGGCCCAACCGGGGAACTGCATTCGAAAC 
TGCAAGGCTGGAGTCCTGGAGAGGGTGGCGGAATTCCCGGTGTAGGAGTGAAATCCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACAGGT 
ACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGGATGCTAGGTGTCGGGGAGTATTCTTCGGCGC 
CGTAGCTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATT 
CGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCCTTCGAACCTTCCAGAGATGGAGGGGTGCCCTTCGGGGAGCGAAGAGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTGCCAGTTGCCAGCACGTAATGGTGGGCACTCTGGCGAGACTGCCCGGGTC 
AACCGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGTCCAGGGCTACACACGTACTACAATGGCGACTACAAAGGGCAGCTAAACCGCGAGGTC 


ACGCCAATCCCAAAAAAGTCGTCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGCTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCCGGTTCTACCCGACATCGGTGTGCCAACCAGCAATGGAGGCAGCCGCCTACGGTAGGGCTGGT 
GATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCG 
GCGTGCTTAACACATGCAAGTCGAGCGAGAAAGGGGACTTCGGTCCCTGAGTAAAACGGCGCACGGGTGAGTAACGCGTGGATAATCTACCGAGAGGACCGGGAC 
AACTTTGCGAAAGCGGAGCTAATACCGGATGGTCTGCATTTGTTTATTGCATATGTAGTAAAGGATGGCCTCTGATACAAGCCATTGCCTTTTGATGAGTCCGCG 
TCTCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATGAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGGAACGCGGTCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACCCCGTGTGAGGGAAGAAGGTTTTCGGATCGTAAACCTCTGTCAGGAGGGA 
AGAAGTGCATGGCAAGTAATATGTGTCATGTGTGACGGTACCTCCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTT 
ATTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCGCGGCAAGTCAGATGTGAAAGCCCCCGGCTCAACCTGGGAATTGCATTTGATACTGCCGTGCTTGAGT 
GAGGTAGAGGGTGGCGGAATTCCCGGTGTAGGAGTGAAATCCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGGCCTTTACTGACGCTGAGGT 
GCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGCTGGGAGAGAATTTCGGTGCCGTAGCTAACGCGTT 
AAGTATCCCGCCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAG 
AACCTTACCTGGACTTGACATCCTGCGAACCCTGTAGAGATACGGGGGTGCCCTTCGGGGAGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTG 
AGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTTAGTTGCCATCAGGTAAAGCTGGGCACTCTATGGAGACTGCCGAGGTTAACTCGGGGGAAGGT 
GGGGACGACGTCAAGTCATCATGGCCCTTACGTCCAGGGCTACACACGTACTACAATGGTGGGGACAACGGGTCGCGAGGCCGCGAGGTGGAGCTAATCCCAAAA 
ACCCCATCACAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCACGAAAGTTGGTTTTACCCGAAGCCGCCGGGCTAACCCGCAAGGGAGGCAGGCGTCCACGGTAGGGCTGATAATTGGGGTGAAGTC 
GTAACAAGGTAGCCGTAGGGGAACCTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGCCTAATACATGCAAGTCGAACGAAT 
GACCTTAGGAGCTTGCTCCTTTGGTCGTTAGTGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGATTGGGATAACTCCGGGAAACCGGAGCTAATAC 
CGAATAATAATCAGCTCCGCATGGAGCGGGTTTGAAAGGCGGCTTCGGCTGTCACTTACAGATGGGCCCGCGGTGCATTAGCTAGTTGGTGGGGTAAAGGCCTAC 
CAAGGCGACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTTCTACGGGAGGCAGCAATAGGGAAACTTCCGCAATG 
GACGAAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGTTTTCGGATCGTAAAGCACTGTTGTTAGAGAAGAACAAGGATAAGAGTAACTGCTTGTCCCTTG 
ACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGC 
GGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGAGACTTAGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCG 
GTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGC 
AAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGA 
CCACTCTGGAGACAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTTGATTTTAGTTGCCAGCATTTAGTTGGGCACTCTAAAGTGACTGCCGGTGCAAGCCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGA 
CCTGGGCTACACACGTGCTACAATGGATGATACAAAGGGTCGCGAACCGCGAGGTGAAGCTAATCCCATAAAATCATTCTCAGTTCGGATTGTAGGCTGCAACTC 
GCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAAC 
ACCCGAAGTCGGTAGGGTAACCTTTATGGAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCTTAACACATGCAAGTCGAA 
CGGAGTTTAAGTGGAAGCTTGCGAAACTTAAACTTAGTGGCGCACGGGTGAGTAACGCGTGGATAACCTGCCTGATAGACTGGGATAACAGCTGGAAACGGCTGC 
TAATACCGGATACGCTCGGGTNGTCGCATGGTGANTTNAGGAAAGCTTTAGTGCTATCAGATGGATCCGCGTCCCATTAGCTAGTTGGTGGTGTAGAGGACCACC 
AAGGCGACGATGGGTAGCCGGCCTGAGAGGGCGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGG 
GCGAAAGCCTGACGGAGCAACGCCGCGTGAGGGAAGAAGGCCTTCGGGTTGTAAACCTCTGTTTTCAGGGAAGAAAGAAATGACGGTACCTGAAGAGTAAGCCCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGTGGTTCATTAAGTTATAGGTGAAA 
GTTCGGGGCTCAACCCCGTGATTGCCTGTGATACTGGTGGACTTGAGTGCAGGAGAGGGTAGCAGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGG 
AATACCAGTGGCGAAGGCGGCTATCTGGACTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGAGTGCTAGGTGTTGCGGGTATCGACCCCTGCAGTGCCGTAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATCGCATGAAAGCTCTAGAGATAGAGTGTTCTG 
CCTTCGGGTAGACATGTAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAACATTAGTTGCC 
AGCACGTAAAGGTGGGAACTCTAATGTGACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTA 
CTACAATGGCCGGTACAGACGGAAGCGAAGCTGTGAAGTGGAGCAAACCTGAGAAAGCCGGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGG 
AATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCTGACAACACCCGAAGCCGGTGAC 
TTAACCGTAAGGAGAGAGCCGTCGAAGGTGGGTTGGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCNTAACACATGCAAGTCGAGCGAGGTGATTTCNTTCGGGAATGAACCTAGCGGCGGACGGGTGAG 
TAACACGTGGGCAACCTGCCTTATAGAGGGGAATAGCNTCCCGAAAGGGAGATTAATACCGCATAATATTGAAGTTTCGCATGAAGCTTCAATCAAAGGAGCAAT 
CCGCTATAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGAC 
TGAGACACGGCCCAGANTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATC 
GTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCG 
GATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACTCGGGCTCAACCCGGGGGCTGCATTTCAAACTGAAAGTCTAGAGTGCAGG 
AGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGAT TAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCTCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTA 
AGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGA 
ACCTTACCTAGACTTGACATCTCCTGCATTACCCTTAACCGGGGAAGTCCCTCGGGGACAGGATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCNTATTGTTAGTTGCTACCATTAAGTTGAGCANTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAACGAGATGCAATACCGCGAGGTGGAGCTAACCTATAAAACTTGT 
CTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTAC 
TCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCGCCTCCGGCATCGGG 
TGGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGACCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGGGGG 
ATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCCCGCAGCTTAACTGCGGGTCTGCGGTGGATACG 
GGCCGGCTAGAGGTAGGTAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTAC 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGTCTTCCACGATCTCCG 
TGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTA 
ATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGGACAGCTGCAGAGATGTGGCCTTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCAACACCTTCGGGTGGTTGGGGACTCATGGGGGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCTAAACCGCG 
AGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTGGGGGGAGCGGTCGAAGGTG 


GGGCTGGCGATTGGGACGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGC 
AAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAA 
TACCGGATATGACCATTTCGGGCATCCGATGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCG 
GAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCTTA 
GGGCTTAACCCTAGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC 
GCTAGGTGTGGGGTGCTTCCACGTGTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATACACCGGAAAGCTTCAGAGATGGAGCCCTCTTCGGA 
CTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGCCCTTT 
GGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACA 
ATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAA 
CCGGTTTTCCGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGA 
CTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCCGCCATCGCATGGTGTGTGGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATC 
AGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACTCAGCGACACCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCT 
AACGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTC 
GTAGGCGGTCTGTCGCGTCGGTTGTGAAAGCCCACGGCTTAACCGTGGGTCTGCATCCGATACGGGCAGACTAGAGGCAGGTAGGGGAGCATGGAATTCCCGGTG 
TAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTGCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGGGTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCG 
CCGGAAAACTCGCAGAGATGCGGGGTCCCTTTGGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCC 
TTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCT 
GCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAG 
TCGGCAACACCCGAAGCCCGTGGCCCAACCACCTAGTGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGTAACAANNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCCTTCGGGGGTACTCGAGCGGCGAACGGGT 
GAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATGTGACGCACTCTCGCATGGGATGTGTGTGGAAAGTTTT 
TCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTT 
GTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTT 
GTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCCACGGCTTAACCGTGGGTCTGCGGTGGATACGGGCAGACTAGAGG 
CAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCTGTACTGACGCTGAGGA 
GCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTTCTTCCACGGATTCCGCGCCGTAGCTAAC 
GCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACG 
CGAAGAACCTTACCAAGGCTTGACATTGCCGGAAAACCTGCAGAGATGTGGGGTCCTTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGT 
GGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAA 
AGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCTTGTGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGAAGTC 
GTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCG 
GGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATACGACCCACCACCTC 
ATGGTGGAGGGTGGAAAGTTTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGA 
GGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGT 
GGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCTCCGGGTTCTCCCGGGGTTGACGGTAGGTGGTGAATAAGGACCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAAAGACCGGGGCTTA 
ACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGC 
GAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGT 
GTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACCTGCAGAGATGTGGGGTCATTTAGTTGGTGGG 
TGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGG 
ACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACA 
ATGGGCGTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGC 
GGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGCCCAACCCCTTGTGGG 
AGGGAATGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGC 
GGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCCGACTCTGGGATAAGC 
GGCGGAAACGCCGTCTAATACCGGATACGACCCGCCACCTCATGGTGTGCGAGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTG 
GGGTAAAGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACTAACGCAGGCTCCACGTTCTCG 
TGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGCGGCGTGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCACGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACAT 
CACCCGTGGACCTGTAGAGATACAGGGTCATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGC 
CCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAATGGGCGTGCGAGACCGTAAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGG 
GTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATG 
AAAGTCGGCAACACCCGAAACTTGTGGCCTAACCCCTTGTGGGAGGGAATGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGG 


GTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATACGACCTTCCGCCTCATGGTGGAGGGTGGAAAGTTT 
TTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTTACCACCAACGCAGGCTCCGGGTTCTCTCGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATAC 
GTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGTTCTGCAGTGGAT 
ACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCT 
TACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTT 
CCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGC 
TTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACCTGTAGAGATACAGGGTCATTTAGTTGGTGGGTGACAGGTGGTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAATGGGCGTGCGATACCGTAA 
GGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGCGGCCTAACCCTTCGGGGAGGGAGTGAGTGAAGGTGGGG 
CTGGCGATTGGGACGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAG 
TCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCCGGGATAAGCGGTGGAAACGCCGTCTAATAC 
CGGATACGACCCGCCACCTCATGGTGGAGGGTGGAAAGTTTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGAT 
TACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGC 
CTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTACCACCAACGCAGGCCCGGAGTTCTCTTCGGGTTGACGGTAGGTGGGGAA 
TAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCGCGTCTG 
CTGTGAAAGACCGGGGCTTAACTCCGGTTCTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATA 
TCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGGACTCGCAGAGATGT 
GAGGTCATTTAGTTGGCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTT 
GCCAGCACGTAATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAAC 
ATGCTACAATGGCCGGTACAATGGGCGTGCGATACCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAG 
GTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTT 
GCGGCCTAACCCCTTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGATCTTCGGATCTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCT 
TGGGGTTCGGAATAACTCCCCGAAAGGGGTGCTAATACCGGATGATGTCGAGAGACCAAAGATTTATCGCCCTGAGATGAGCCCGCGTAGGATTAGCTAGTTGGT 
GTGGTAAAGGCGCACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGGGAAGATAATGACTGTACCGG 
GAGAATAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAA 
GTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGT 
AGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTGGTGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACT 
CAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCGTTTGACATGGTAGGACGACTGGCAGAG 
ATGCCTTTCTTCCCTTCGGGGACCTACACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGAC 
TTTAGTTACCATCATTAAGTTGGGTACTTTAAAGTAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTA 
CACACGTGCTACAATGGCAAGTACAGTGGGCAGCAATCCCGCGAGGGTGAGCTAATCTCCAAAACTTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATG 
AAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTCACCCGAAGG 
CGTTGCGCTAACTCAGCAATGAGAGGCAGGCGACCACGGTGGGCTTAGCGACTGGGGTGAANTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCT 
CCT TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGA 
ACGCCGTAGCAATACGGAGTGGCAGACGGGTGAGTAACGCGTGGGAACCTACCTTACGGTCGGGAATAGCTCAGGGAAACTTGGGGTAATACCGGATACGCCCTT 
ACGGGGAAAGATTTATCGCCGTTAGATGGGCCCGCGTAGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCTTAGCTGGTCTGAGAGGATGAT 
CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAC 
GAAGGCCTTAGGGTTGTAAAGCTCTTTTGGCGGGGAAGATAATGACGGTACCCGCAGAATAAGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGG 
AGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATGTGTCAGTCAGGGGTGAAATCCCGGAGCTCAACTTCGGAACTGCCCTTGATACAACA 
CGTCTTGAGTCCGAGAGAGGTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTCACTGGCTCGGTACTG 
ACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGCCGTCAGCAAGCATGCTTGTTGGTGGCG 
CAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
ACGCAACGCGAAGAACCTTACCAGCCCTTGACATGCCCGGACGGTTTCCAGAGATGGATTCCTCCTAGCAATAGGTCGGGACACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCCTTATTAAGTTAGGCACTCTAGTGGGACTGCCGGTGATAAGC 
CGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCCACCCAGCGATGGGCAGC 
TAATCCCAAAAAGCCGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCACGCTGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGACGGTGCGCTAACCGCAAGGAGGCAGCCGGCCACGGTAAGGTCAGCGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCG 
TGCTTAACACATGCAAGTCGAGCGATGAAGCTTCTTCGGAAGCGGATTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTATAGAGGGGAATAGCCTT 
CCGAAAGGAAGATTAATACCCCATAAGATTGTAGTTTCACATGGAACAGCAATTAAAGGAGCAATCCGCTATAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTG 
AGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAA 
GGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAG 
TGGGATGTGAAATACTCGGGCTCAACCTGAGTGCTGCATTCCAAACTGGAAGTCTAGAGTACAGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTA 
GATATTAGGAAGAACACCGGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGAATACTAGGTGTGGGGGTTGTCATGACCTCCGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGCATTACCCTTAATC 
GGGGAAGTCCTTTCGGGGACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTT 
AGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACAC 
ACGTGCTACAATGGCCGGTACAAAGAGACGCAATACCGCAAGGTGGAGCCAAACTATAAAACCGGTCTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAG 
CTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAATACCCAAAGTTGG 
TGATCTAACCCGCAAGGGAGGAAGCCACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAANNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNTGCTTAACACATGCAAGTCGAACGGCAGCATAGTCTAGCTTGCTAGATGGGTGGCGAGTGGCGAACGGGTGAGTAACG 
CGTAGGAATATGCCTTAAAGAGGGGGACAACTTGGGGAAACTCAAGCTAATACCGCATAATGTCTGAGGACAAAAGCTGGGGACCTTCGGGCCTGGCGCTTTAAG 


ATTAGCCTGCGTCCGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGG 
TCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACT 
TTCAGTGGGGAGGAGGATTGTTTGTTTAAGAGATGAATGATTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TGCAAGCGTTAATCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGTTGAGTAAGTTATCTGTGAAATCCCTGGGCTTAACCTGGGCAGGTCAGATAATACTGCT 
TGACTCGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGCCTAATACTG 
ACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCTGTTGGTTATATAAATATAATTAGTGG 
CGCAGCAAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGGATTTTGCAGAGATGCGAAAGTGCCTTCGGGAACACTGATACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTGTTAGTTGCCAGCACGTAATGGTGGGAACTCTAATGAGACTGCCGGTGACAA 
ACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGC TACACACGTGCTACAATGGGTGATACAGAGGGAAGCGAAGGAGTGATCTGGA 
GCCAATCTTAGAAAGTCGCTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGT 
TCCCGGGCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGG 
CAGCACAGTCTAGCTTGCTAGACGGGTGGCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATACCTTGAAGAGGGGGACAACTTGGGGAAACTCAAGCTAATA 
CCGCATAATGTCTGAGGACGAAAGCCGGGGACCGTAAGGCCTGGCGCTTTAAGATTAGCCTCCGTCCGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGA 
CGATCGGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAAC 
CCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAGGCTTGTTAGGTTAAGAGCTAGATAAGTGGACGTTACC 
CACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGTTTGGT 
AAGTTATCTGTGAAATCCCTGGGCTCAACCTGGGCAGGTCAGATAATACTGCTGAACTCGAGTATGGGAGAGGGTAGTGGAATTTCCGGTGTAGCGGTGAAATGC 
GTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGCCTAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGTCAACTAGCTGTTGGTTATATGAATATAATTAGTGGCGCAGCAAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAACTTTGCAG 
AGATGCATTGGTGCCTTCGGGAACACTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTAT 
TGTTAGTTGCCAGCGCGTAATGGCGGGAACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCTTACGGGTAGGGC 
TACACACGTGCTACAATGGTTGATACAGAGGGAAGCGAAGGAGCGATCTGGAGCCAATCTTAGAAAGTCAATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCC 
ATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGA 
AGTAGATAGTCTAACCGCAAGGAGGACGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNCAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAGAGGGGCAACCCCTGAGAGTGGCG 
AACGGGTGAGTAATGCATCGGAACGTGCCCAGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATGAGACCTGAGGGTGAAAGCGGGGGACTCGCAA 
GAGCCTCGCGCTACTGGAGCGGCCGATGTCAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGCCT 
TCGGGTTGTAAACCGCTTTTGTCAGGGAAGAAATCTTCTGGGCTAATACCCTGGGAGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAA 
CTGCATTTGTGACTGTATAGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGT 
CCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAGG 
GTTTCTTCTCAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGA 
TGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCTAGGAATCCTGCAGAGATGTGGGAGTGCTCGAAAGAGAACCTAGACACAGGT 
GCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTG 
CCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTTATGGGTAGGGCTACACACGTCATACAATGGCCGGTACAGAGGGCTGCCAACCC 
GCGAGGGGGAGCCAATCCCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCG 
GTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGG 
GTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGAAAGCAGCTTGCTGTTTGCTGACGAGTGGCGGACGGG 
TGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCT 
TGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACT 
GAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTG 
TAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCT 
GATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGA 
CGAAAACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGC 
GTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACAGAACCTTGTAGAGATACGAGGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCA 
GTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCG 
AGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGTCACGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT TGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATT 
CATGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCAG 
GCCTAACACATGCAAGTCGAACGGTAACAGGAAGCAGCTTGCTGTTTCGCTGACGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGAT 
AACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGG 
TGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTA 
ATACCTTTGCTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGTAGA 
ATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTG 
GGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTC 
TTGACATCCACGGAAGTTTTCAGAGATGAGAATGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTC 
ATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGG 
ATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGAAAGTTTTGAATGATCCTTCGG 
GTGAAATTAGAACTGGAAAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTGCCCTATGGAAAGGAATAGCCTCGGGAAACTGGGAGTAAAGCCTTATATTATG 
GTTTTGTCGCATGGCAAGATCATGAAAACTCCGGTGCCATAGGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATGGGTAA 


CCGGTCTGAGAGGGCGAACGGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAG 
CAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAAACATGACGGTACCCAATGAGGAAGTCCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTCTATTAAGTCTGATGTGAAAGGTACCGGCTCAACCGGT 
GAAGTGCATTGGAAACTGGTAGACTTGAGTATTGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC 
GGCTTGCTGGACAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTGGG 
GAAACTCAGTGCCGCAGTTAACACAATAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACGAGCCTAGAGATAGGAAGTTTCCTTCGGGAACAGAGAGACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTTTAGTTGCCAGCATTAAGTTGGGCACTCTAGAGGGACTG 
CCGTAGACAATACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCTGAACAGAGGGCCGCGAAGCC 
GCGAGGTGAAGCAAATCCCTTAAAACAGATCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCG 
GTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGCCTGTGAGAGAACCGCAAGGACTCAGCAGTCGAAGGTGGG 
GCTAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTG 
GCGGTATGCTTAACACATGCAAGTCGAACGAGACAAAGGTGCTTGCACCTTTTGAAAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTACCCTTTGGAAAGGA 
ATAGCCCCGGGAAACTGGGTGTAATACCTTATAAGATACGTGAGTCGCATGGCTCGTGTATTAAACGCTCCGGCGCCATAGGATGGACCCGCGTCCCATTAGCTA 
GTTGGTGAGATAACAGCTCACCAAGGCGACGATGGGTAACCGGTCTGAGAGGGCGAACGGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAAAAAAGAC 
GGTACCCAAGAAGAAAGTTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAACAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGG 
TTTCTTAAGTCAGATGTGAAAGGCCACAGCTCAACTGTGGACATGCATTTGAAACTGAGAGACTTGAGTATTGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTG 
AAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAAC 
TCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACCATCTGAGAG 
ATCAGACTTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGG 
TTAGTTGCCATCATTNAGTTGGGCACTCTAAGCAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTAC 
ACACGTGCTACAATGGTCTGAACAGAGGGCTGCGAAGCCGCAAGGTGAAGCCAATCCCTTAAAACAGATCTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATG 
AAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGT 
CAGTGAGACAACCGTAAGGAGTCAGCTGCCGAAGGTGGGGTCGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGTANGNT TAACACATGCAAGTCGAACGAGACAAGATGGCAGTGCTTGCACGGAAATCTTAGAA 
AGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTGCCCTATGGAAAGGAATAGCCTCGGGAAACTGGGAGTAATGCCTTATAAGATATGAGAGTCGCATGGCTTT 
NGTATTAAACGCTCCGGTGCCATAGGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCTCACCAAGGCGACGATGGGTAACCGGTCTGAGAGGGCGA 
ACGGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAATACCGCGTGAGTGA 
AGAAGGTTTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAAAAAAGACGGTACCCAGGGAGAAAGTTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGAACAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTCAGATGTGAAAGGTACCGGCTCAACCGGTGACATGCATTTGAAACT 
GAAAGACTTGAGTATTGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACAAATA 
CTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAG 
CTAACGCAATAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAATCTGAGAGATCAGACTTTCCCTTCGGGGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTCAGTTGGGCACTCTAAGCAGACTGCCGTGGATAACACGGAG 
GAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCTGAACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATC 
CCTTAAAACAGATCTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATGCGTTCCCGGG 
TCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGGTAACCGTAAGGAACCAGCTGCCGAAGGTGGGGTTAGTAATTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGTATGCTTAACACA 
TGCAAGTCGAACGCGACGAAGGTGCTTGCACCTTCAGAGAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTACCCTTTGGAAAGGAATAGCCTCGGGAAACTG 
GGAGTAATGCCTTATAAGATGCGAGAGCCGCATGGCTTTTGCATTAAACGCTCCGGCGCCATAGGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGC 
CCACCAAGGCGACGATGGGTAGCCGGTCTGAGAGGGCGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGC 
AATGGGGGAAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAAAAAAGACGGTACCCAAGAAGAAAG 
TCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTCAGATGT 
GAAAGGTTACGGCTCAACCGTAGACATGCATTTGAAACTGAAAGACTTGAGTATTGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAG 
GAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGTTAACACAATAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGG 
GACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAACCCAAGAGATTGGGCTTTCCCTTCG 
GGGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTTA 
GTTGGGCACTCTAAGCAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGT 
CTGAACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGTTGGAGTTGCTAGT 
AATCGCGGATCAGAATGCCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGT TGGCAACACCCGAAGTCAGTGAGACAACCGTAA 
GGAGTCAGCTGCCGAAGGTGGGGTCGGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNCGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGACGAGATGGAAGTGCTTGCACGGAAATCTTAGAAAGTGGCGAACGGGTGAG 
TAACGCGTGGGTAACCTGCCCTATGGAAAGGAATAGCCTCGGGAAACTGGGAGTAATGCCTTATAATACATTGAAGTCGCATGGCTTTGATGTTAAACGCTCCGG 
TGCCATAGGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATGGGTAACCGGTCTGAGAGGGCGAACGGTCACACTGGAACT 
GAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCG 
TAAAGCTCTGTTATTGGGGAAGAAAAAAAGACGGTACCCAAGAAGAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTANGGGACNAGCGTTGTCC 
GGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTCAGATGTGAAAGGTACCGGCTCAACCGGTGACATGCATTTGAAACTGAAAGACTTGAGTATTG 
GAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACAAATACTGACGCTGAGGTGCGA 
AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGCTAACGCAATAAGCACT 
CCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATCCTCTGACAATCTGAGAGATCAGACTTTCCCTTCGGGGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTNAGTTGGGCACTCTAAGCAGACTGCCGTGGATAACACGGAGGAAGGTGGGGACGACGT 
CAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCTGAACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCA 
GTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCC 
GTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGGTAACCGCAAGGAACCAGCTGCCGAAGGTGGGGTCAGTAATTGGGGTGAAGTCGTAACAAGGTAGC 
CGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGAC 
AAAAGAGAAGTGCTTGCACGGATCTTTTAGAAAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTACCCTATGGAAAGGAATAGCCTCGGGAAACTGGGAGTAA 
TGCCTTATAAGATATATTTGTCGCATGGCAGATGTATTAAACGCTCCGGTGCCATAGGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCTCACCAA 
GGCGACGATGGGTAACCGGTCTGAGAGGGCGAACGGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGG 


GAAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAAAAAAGACGGTACCCAAGAAGAAAGTCCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTCAGATGTGAAAGGT 
ACCGGCTCAACCGGTGACATGCATTTGAAACTGAAAGACTTGAGTATTGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAC 
ACCGGTGGCGAAGGCGGCTTGCTGGACAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA 
GTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGC 
ACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACCATCTGAGAGATCAGACTTTCCCTTCGGGGACAG 
AGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTTAGTTGGGC 
ACTCTAAGCAGACTGCCGTGGATAACACGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCTGAACA 
GAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCA 
GATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGGNAACCGTAAGGANCCA 
GCTGCCGAAGGTGGGGTCAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNCGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGACGAGATGGAATGACCCTTCGGGGGAATGAAATCTTAGAAAGTGGCGAACGGGTGAGT 
AACGCGTGGGTAACCTGCCCTATGGAAAGGAATAGCCTCGGGAAACTGGGAGTAATGCCTTATAATACAGTGAAGTCGCATGGCTTTGCTGTTAAACGCTCCGGT 
GCCATAGGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATGGGTAACCGGTCTGAGAGGGCGAACGGTCACACTGGAACTG 
AGACACGNTCCAGATTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGT 
AAAGCTCTGTTATTGGGGAAGAAAAAAGACGGTACCCAAGAAGAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCGG 
ATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTCAGATGTGAAAGGTACCGGCTCAACCGGTGACATGCATTTGAAACTGAAAGACTTGAGTATTGGA 
GAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACAAATACTGACGCTGAGGTGCGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGCTAACGCAATAAGCACTCC 
GCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACC 
AGGTCTTGACATCCTCTGACAATCTGAGAGATCAGACTTTCCCTTCGGGGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTTAGTTGGGCACTCTAAGCAGACTGCCGTGGATAACACGGAGGAAGGTGGGGACGACGTCA 
AATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCTGAACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGT 
TCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGT 
CACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGGCAACCGCAAGGANCCAGCTGCCGAAGGTGGGGTCAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCG 
TATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGAGACAA 
GATGGAAGGATCCTTCGGGTGAATGAAATCTTAGAAAGTGGCGAACGGGTGAGTAACGCGTGGGTAACCTACCCTATGGAAAGGAATAGCCCCGGGAAACTGGGT 
GTAATACCTTATAAGATATATTTGTCGCATGGCAGATGTATTAAACGCTCCGGCGCCATAGGATGGACCCGCGTCCCATTAGCTAGTTGGTGAGATAACAGCCCA 
CCAAGGCGACGATGGGTAACCGGTCTGAGAGGGCGAACGGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAAT 
GGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAAAAAAGACGGTACCCAAGAAGAAAGTCC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAAGTCAGATGTGAA 
AGGTACCGGCTCAACCGGTGACATGCATTTGAAACTGAAAGACTTGAGTATTGGAGAGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAG 
GAACACCGGTGGCGAAGGCGGCTTGCTGGACAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG 
ATGAGTGCTAGGTGTTGGGGAGACTCAGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACCATCTGAGAGATCAGACTTTCCCTTCGGGG 
ACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGGTTAGTTGCCATCATTNAGTT 
GGGCACTCTAAGCAGACTGCCGTGGATAACACGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTCTG 
AACAGAGGGCTGCGAAACCGCGAGGTGAAGCTAATCCCTTAAAACAGATCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAGTTGCTAGTAAT 
CGCAGATCAGAATGCTGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCAGTGAGGCAACCGNAAGGA 
GCCAGCTGCCGAAGGTGGGGTCAGTAATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGATGAACCTTCGGGGGGAGTCTAGCGGCGGACGGGTGAGTAACACGTGGGTAA 
CCTGCCTCAAAGAGGGGGATAGCCTCCCGAAAGGGAGATTAATACCGCATAACATTATTTCTTCGCATGAAGAGATAATCAAAGGAGTAATCCGCTTTGAGATGG 
ACCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGATACGGTCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTGTCT 
TCTGGGACGATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGT 
AAAGGGAGCGTAGGCGGATATTTAAGTCAGATGTGAAATACCCGAGCTTAACTTGGGTGCTGCATTTGAAACTGGATATCTGGAGTGCAGGAGAGGAAAGTGGAA 
TTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGCAGTTAACACAATAAGTATTCCGCCTG 
GGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGAC 
TTGACATCCCCTGAATTACTCGTAATGGAGGAAGCCCTTCGGGGCAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTATCATTAGTTGCTACCATTAAGTTGAGCACTCTAATGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATC 
ATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGTTGGTACAAAGAGAGGCAAGACCGTGAGGTGGAGCAAAACTCAAAAACCAATCCCAGTTCGGATTG 
TAGGCTGAAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GAGAGTTGGCAACACCCGAAGTCCGTGAGGTAACCGTAAGGAGCCAGCGGCCGAAGGTGGGGTCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAA 
CCTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCCTAACACATGCAAGTCGAGCGGACCAGAAATGGAGGT 
AACTTTATTTCTGGTTAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTCAGGAGGAGGATAACTCGGGGAAACCTGAGCTAATACTCCATAAGACCAC 
GAGCTGAAATGCTTGTGGTAAAAGAAGCAATTCACCTGAGGATGGGCCCGCGGCCTATCAGGTAGTTGGTAGGGTAATGGCCTACCAAGCCTATGACGGGTAGCC 
GAGCTGAGAGGCTGGCCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCG 
ACGCCGCGTGGGGGAAGAAGGCCTTCGGGTTGTAAACCCCTTTTGCAGGGGACGACACAGGACGGTACCCTGCGAATAAGCCACGGCTAACTCTGTGCCAGCAGC 
CGCGGTAAGACAGAGGTGGCAAGCGTTGCTCGGATTCACTGGGCTTAAAGGGCGCGTAGGTGGTTTTGTAAGTCTAAGGTGGAATTCCACAGCTTAACTGTGGGA 
CTGCCTTTGATACTGCAAGGCTTGAGTCAGGCAGAGGAGGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAAGACCTGTGTCGAAGGCGGC 
CCTCTGGGCCTNTACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGGTGGGCACTAGGTGTGGGGTCC 
ATATGGACTCTGTGCCGAAGGGAAACCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCTGGTGGTAGGAACCCGAAAGGGGGACGACCTTAGGGGTAACTCTAAGGAGCC 
AGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCCCTGTTGCCATCAGGTAAAGCTGGG 
CACTCTGGGGAAACTGCCGGCGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCGCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGCGCTAT 
AGAGGGTAGCAAACCCGCGAGGGTGAGCCAATCCCTAAAAAGCGCTCTCAGTTGGGATCGGAGTCTGCAATTCGACTCCGTGAACCCGGAATCGCTAGTAATCGC 
GCATCAGCTACGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGCTGGCTTCATCCGAAGTTGGTGAGCTAACCCNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTC 
TTATAGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGT 
GAAAGCGGAGGACCTTCGGGCTTCGCGTGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGA 
GAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGC 
GTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCT 


AACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAAGCCC 
TGGGCTCAACCTGGGAATTRCAGTGGATACTGGGTCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACA 
TCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCG 
AACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCG 
GGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTA 
ATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATG 
GTAGGGACAGAGGGCTGCAAACCCGCGAGGGTAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCT 
TCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACG 
CTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCT 
TTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCGATGTCGGA 
TTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAA 
AGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGG 
AATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGGTCACTAGAGTGTGGTA 
GAGGGTAGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCAGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAA 
GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTA 
AGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGA 
ACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGG 
GATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCCCAGAAACC 
CTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAA 
CAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGC 
AAGTCGAACGGCAGCACGGTAAGAGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAA 
ACTTACGCTAATACCGCATACGACCCACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGG 
CCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGA 
CAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTG 
TTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCG 
TAGGTGGTGGTTTANGTCTGTTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGYGGATACTGGATCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGTGT 
AGCAGTTAAATCCGTRGAGATCGGGAGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGG 
TCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCA 
CGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCC 
CTTACGACCAGGGCTACACACGTACTACAATGGTAGGGACAGAGGGCTGCAAACCCGCGAGGGCAAGCCAATCCCAGAAACCCTATCTCAGTCCGGATTGGAGTC 
TGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 
CNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTAAG 
AGCTTGCTCTTATGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGA 
CCTACGGGTGAAAGCGGAGGACCTTCGGGCTTCGCGCGGTTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCCGTAG 
CTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAG 
CCATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAA 
GCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTGGTTTAAGTCTGTTG 
TGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGATCACTAGAGTGTGGTAGAGGGTAGCGGAATTCCCGGAGTAGCAGTGAAATGCGTAGAGATCG 
GGAGGAACATCCGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTA 
AACGATGCGAACTGGATGTTGGGTGCAATTTGGCACACAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTG 
GTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGC 
CAGCACGTCATGGTGGGAACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGT 
ACTACAATGGTAAGGACAGAGGGCTGCAAACTCGCGAGAGTGAGCCAATCCCAGAAACCTTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCG 
GAATCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTA 
GCTTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGCAGCACAGTGGTAGCAATACCATGGGTGGCGAGTG 
GCGGACGGGTGAGGAATACATCGGAATCTACCTTTTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTTAGGGTGAAAGCGGAGGACCTT 
CGGGCTTCGCGCGGATAGATGAGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGAAGAAGGCC 
TTCGGGTTGTAAAGCCCTTTTGTTGGGGAAGAAAAGCAGTCGGTTAATACCCGATTGTTCTGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAG 
CCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTTGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGA 
ATTGCAGYGGATACTGGGCAACTAGAGTGTGGYAGAGGATGGCGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCTGTGGCGAAGGCGG 
CCATCTGGACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGGGTG 
CAACTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACCGTGAGACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTAA 
GGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTACTACAATGGTAAGGACAGAGGGCT 
GCAAACTCGCGAGAGTGAGCCAATCCCAGAAACCTTATCTCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGC 
ATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACCTTCGGGAGGGCGCTTGC 
CACGGTGTGGCCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNGGCGGCGTGCCTAACACATGCAAGTCGACGGAGCAACTTATCACGATCCCTTCGGGGTGACGATTTGTTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGG 
TAACCTACCTTGTACAGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAAGCGCACAGCATCGCATGANGCAGTGTGAAAAGTTTTTCGGTACAAGATGG 
ACCCGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCAGTAACCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCA 
AACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTCGGTATGTAAAGCTCTATCA 


GCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGT 
AAAGGGAGCGTAGGCGGTTTTACAAGTCTGATGTGAAAGCCCGGGGCTCAACTCCGGTATTGCATTGGAAACTGTAGAACTAGAGTGTCGGAGGGGTAAGTGGAA 
TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGCTTCCATAGGGAGTCGGTGCCGCAGCTAACGCAATAAGTATTCCACCTGG 
GGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCT 
TGACATCCCACTGACAAAGTATGTAATGTACTCTTCCTTCGGGACAGTGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTATCTTTAGTAGCCAGCATTTCGGATGGGCACTCTAGAGAGACTGCCCGGGTGAACCGGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAAGCAATTGGGTGACCATGAGCAAATCTCAAAAATAACGTCTCAGTTCGGA 
TTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACAC 
CATGGGAGTTGGGAATGCCCGAAGTCTGTGACCCAACCCGTAAGGAGGGAGCAGCCGAAGGCAGGCTCGATAACTGGGGTGAAGTCGTAACAAGGTAGCCNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAGCGATAGAGAACGGAGA 
TTTCGGTTGAAGTTTTCTATTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCCTATACAGGGGGATAACAGTTAGAAATGACTGCTAATACCGC 
ATAAGCGCACAGCTTCGCATGAAGCGGTGTGAAAAACTGAGGTGGTATAGGATGGACCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACG 
ATCCATAGCCGGCCTGAGAGGGTGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCC 
TGATGCAGCGACGCCGCGTGAAGGAAGAAGTATCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAGTGACGGTACCTGACTAAGAAGCCCCGGCTAATTACGT 
GCCAGCAGCCGCGGTAATACGTAAGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTGGCAAGTCTGATGTGAAAGGCATGGGCTCA 
ACCTGTGGACTGCATTGGAAACTGTCAGACTTGAGTGCCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC 
GAAGGCGGCCTGCTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATACTAGGT 
GTCGGGTGGCAAAGCCATTCGGTGCCGCAGCAAACGCAATAAGTATTCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCCTCTGACCGGGAAGTAATGTTCCCTTTTCTTCGGAACAGAG 
GAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCTTAGTAGCCAGCAGGTAGAGCTGGG 
CACTCTAGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGCGTAAAC 
AAAGGGAAGCGAAGGGGTGACCTGGAGCAAATCTCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGC 
GAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGTCAGTGACCCAACCNAAAGGAGGG 
AGCTGCCGAAGGTGGGACTGATAACTGGGGTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGCATGCCTA 
ACACATGCAAGTCGAACGATGAAGTCTAGCTTGCTAGACGGATTAGTGGCGGACGGGTGAGTAATGTATAGGGATCTGCCTAGTAGTGGGGGACAACAGCCGGAA 
ACGGCTGCTAATACCGCATACGCTCTACGGAGGAAAGCGGGGGCTCTTCGGACCTCGTGCTATTAGATGAACCTATATCAGATTAGCTAGTTGGTGGGGTAAAGG 
CCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGA 
CAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAATAGGGAGGAAAGGTTATGCGTTAATACCGTATAG 
CTGTGACGTTACCTATAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCG 
TAGGCGGTTATTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGATACTGGATGGCTAGAGTGTGGTAGAGGTGATTGGAATTTCAGGTGT 
AGCGGTGAAATGCGTAGAGATCTGAAGGAACATCAGTGGCGAAGGCGACTCACTGGGCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCCTAAACGATGTCAAGTAGGTGTATGGAGAATTTATTCTTTGTGTATCGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGG 
TCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTA 
CGGAAGATAGAAGAGATTTTATTGTGCCTTCGGGAACCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCCTGTCCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCT 
TATGGCCAGGGCTACACACGTGCTACAATGGCTAGTACAAAGGGTTGCTAACTCGCGAGAGTATGCTAATCCCATAAAGCTAGTCGTAGTCCGGATCGCAGTCTG 
CAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTT 
GGCTGCAAAAGAAGTAGGTAGACTAACCTTCGGGAGGCCGCTTACCACTTTGTGGTCAATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGANCGGAGATTGATTTAACAGAGACT 
TCGGTTGAAGTTGTTCTGATCTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTTGTACTGGGGGATAACAGCCAGAAATGACTGCTAATACCGCATA 
AGCGCACNGGACCGCATGNTCTNGTGTGAAAAACTCCGGTGGTACAAGATGGACCCGCGTTGGATTAGCTAGTTGGCAGGGCAGAGGCCTACCAAGGCGACGATC 
CATAGCCGGCCTGAGAGGGTGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGNAACCCTGA 
TGCAGCGACGCCGCGTGAAGGAAGAAGTATCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTATAGCAAGTCTGATGTGAAAGGCAGGGGCTCAACC 
CCTGGACTGCATTGGAAACTGTTAAACTTGAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA 
GGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTC 
GGGTGGCAAAGCCATTCGGTGCCGCAGCAAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCCCCTGACCGGTCCGTAACGGGACCTTTCCTTCGGGACAGGGGAGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTAGCCAGCGGTTTGGCCGGGCACTC 
TAGGGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGCGTAAACAAAGG 
GAAGCGACCGGGTGACCGTGAGCAAATCCCAAAAATAACGTCCCAGTTCGGACTGTAGTCTGCAACCCGACTACACGAAGCTGGAATCGCTAGTAATCGCGGATC 
AGAATGCCGCGGTGAATACGTNCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCAGTAACGCCCGAAGTCAGTGACCTAACCGAAAGGGAGGAGCTG 
CCGAAGGCGGGACCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGCGGATCAGGAGCTTGCTCCTGTGACGCGAGTGGCGGACGG 
GTGAGTAACACGTAGGCAACCTGCCCATCAGACTGGGATAACCACGGGAAACCGTGGCTAATACCGGATAACCCTTTTCCACACAGGTGGAAAAGTTGAAAGGCG 
GCTTCGGCTGTCACTGATGGATGGGCCTGCGGCGCATTAGCTGGTTGGTGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGG 
GTTTCGGCTCGTAAAACTCTGTTGTCAGGGAAGAACGCCGACGGGAGTAACTGCCCGTCGGGTGACGGTACCTGACCAGAAAGCCACGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTCGTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGG 
GAGGGTCATTGGAAACTGGCGGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGC 
GGCTCTCTGGTCTGCAACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGG 
GGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAAGGCGAAGAACCTTACCAAATCTTGACATCCTCTGACCACCCTGGAGACAGGGTTTCCTTCGGGGCAGAGTGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGCCAGCATTCAGTTGGGCACTCTAATGA 
GACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAGGTACAAAGGGCAGC 
TAAGCCGCGAGGCCAAGCGAATCCCATAAAACTGTTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATCGCTAGTAATCGTGGATCAGAAT 
GCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAAAGTCGGTAACACCTGAAGCCGGTGGGCCAACCTCTTGGAGGCAGCCGTCGAA 
GGTGGGACCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGAAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNGTGCCTAATACATGCAAGTCGAGCGCACTGGCCCAACTGATATGACGTGCTTGCACTGATTTGACGATGGATTACCAGTGAGCGG 
CGGACGGGTGAGTAACACGTGGGCAACCTGCCCTAAAGCGGGGGATAACATTTGGAAACAGGTGCTAATACCGCATAACTACGAAAACCACATGGTTTTCGTATA 
AAAGATGGTTTCGGCTATCACTTTAGGATGGGCCCGCGGTGCATTAGCTAGTTGGTAGGGTAACGGCTTACCAAGGCAATGATGCATAGCCGAGTTGAGAGACTG 
ATCGGCCACAATGGAACTGAGACACGGTCCATACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTG 


AAGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCATGCAGTGACGGTATTCAACCAGAAAGTCACGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTT 
AACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG 
CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGG 
TGTTGGAGGGTTTCCGCCCTTCAGTGCCGAAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCTAACCTAAGAGATTAGGCGTTCCCTTCGGGGACGC 
AATGACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCCAGCATTCAGTTGGGC 
ACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCCGGTACA 
ACGAGCAGCTAACCCGCGAGGGTGTGCAAATCTCTTAAAGCCGGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGTAATCGCG 
GATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTTTGCAATGCCCAAAGTCAGTGGCCTAACCATTTGGAGGGA 
GCTGCCTAAGGCAGGACAGATGACTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGCCTAATACATGC 
AAGTCGAGCGCACTGGCCCAACAGAAATGACGTGCTTGCACTGATTTGACGTTGGATTCCCAGTGAGCGGCGGACGGGTGAGTAACACGTGGCCAACCTGCCCCN 
AAGCGGGGGATAACATTTGGAAACAGGTGCTAATACCGCATAACTTGGAAAACCACATGGTTTTCCAATAAAAGATGGTTTCGGCTATCACTTTGGGATGGGCCC 
GCGGTGCATTAGCTAGTTGGTGAGGTAACGGCTTACCAAGGCGATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACAATGGAACTGAGACACGGTCCATACT 
CCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTGG 
AGAAGAACGTGCGTAAGAGTAACTGTTTACGCAGTGACGGTATCCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCG 
TTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGA 
GTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAG 
GCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGAAGCTA 
ACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTA 
CGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCCAACCTCAGAGATGAGGCGTTCCCTTCGGGGACGCAAAGACAGGTGGTGCATGGTCGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAA 
GGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGCCGGTACAACGAGCAGCTAACCCGCGAGGGTGTGCAAATCTCT 
TAAAGCCGGTCTCAGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACACCATGGAAGTTTGTAACGCCCAAAGTCGGTGGCCTAACCATTTGGAGGGAGCCGCCTAAGGCGGGACAGATGACTGGGGTGAAGT 
CGTAACAAGGTAGCCGAGGAGGAACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCAGGCCTAACACATGCAAGT 
CGAGCGCCCAGCAATGGGAGCGGCAGACGGGTGAGTAACACGTGGGGATCTACCCAATGGTACGGAATAACCCAGGGAAACTTGGACTAATACCGTATGTGCCCT 
TCGGGGGAAAGATTTATCGCCATTGGATGAACCCGCGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGA 
TCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGA 
TGAAGGCCTTAGGGTTGTAAAGCACTTTCGCCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGG 
GGGCAAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGGTTGTTAAGTCAGAGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGG 
CGACCTTGAGTTCGAGAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCCAACTGGCTCGATACT 
GACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTAGGCAGCTTGCTGCTTAGTGGC 
GCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGCAGAACCTTACCAGCCTTTGACATGGCAGGACGATTTCCAGAGATGGATCTCTTCCAGCAATGGACCTGCACACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATTCAGTTGGGCACTCTAGAGGGACTGCCGGTGATAAG 
CCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCAAAGGGGCGACCCCTA 
GCAAATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGAC 
TGGGGTGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCC 
CAGCAATGGGAGCGGCAGACGGGTGAGTAACACGTGGGGATCTACCCAATGGTACGGAATAACCCAGGGAAACTTGGATTAATACCGTATGTGCCCTTCGGGGGA 
AAGATTTATCGCCATTGGATGAACCCGCGTCGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCC 
TTAGGGTTGTAAAGCTCTTTCGCCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGC 
GTTGCTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATCGTTAAGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCCTTGATACTGGCGATCTCG 
AGTTCGAGAGAGGTTGGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCCAACTGGCTCGATACTGACGCTGA 
GGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGGGGGTTTACCTCTCAGTGGCGCAGCTAA 
CGCCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGCAGAACCTTACCAGCCTTTGACATGGCAGGACGACTTCCGGAGACGGATTTCTTCCAGCAATGGACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCATCATTCAGTTGGGCACTCTAGAGGGACTGCCGGTGATAAGCCGAGAGG 
AAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGATGCGAACCCGCGAGGGTAAGCAAATCT 
CCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTTGGCTTTACCCGAAGGCGCTGCGCTAACCCGCAAGGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGA 
AGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAA 
CGATGATGCCAGCTTGCTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTTCGGGATAACCGCGGGAAACCGTGGCTAATACCGG 
ATATGACGCGCTATCGCATGGTGGTGTGTGGAAAGATTTATCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGA 
CGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACATCGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGGCCTTCGGGTTGACGGTACCTGCAGAAGAAGCGCCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAACNTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACGC 
GAGGCTTAACCTCGCGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGG 
CACTAGGTGTGGGACCCATTCCACGGGTTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACATCCAGAGATGGGTGCCCCGCAAG 
GTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTYCTGTGTTGCCAGCKGGTTATG 
CCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTYTTGGGCTTCACGCATGCTACAATGGCC 
GGTACAAAGGGTTGCGATGCCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTA 
ATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCTCTT 
GTAGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGAACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAA 
CGAGACCTTCGGGTCTAGTGGCGCACGGGTGCGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAACTTCGGGAAACTGAAGCTAATACCGGATGATGACGAA 
AGTCCAAAGATTTATCGCCCAGGGATGAGCCCGCGTAGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCAACGATCCTTAGCTGGTCTGAGAGGATGATC 
AGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATG 
AAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGAGATGATAATGACAGTATCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGA 
GCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCGATTTAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCTTTGAGACTGGAT 


TGCTAGAATCTTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCGCTGGACAAGTATTGA 
CGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACATGGTGTTTCGGTGGCG 
CAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
AAGCAACGCGCAGAACCTTACCAGCGTTTGACATCCTCATCGCGGATTTCAGAGATGATTTCCTTCAGTTCGGCTGGATGAGTGACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCATTTGGTTGGGTACTCTAAAGGAACCGCCGGTGATAA 
GCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGCGCTGGGCTACACACGTGCTACAATGGCGACTACAGTGGGCTGCAACCGTGCGAGCGGTA 
GCTAATCTCCAAAAGTCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTT 
CCCAGGCCTTGTACACACCGCCCGTCACACCATGGGATTTGGATTCACCCGAAGGCACTGCGTTAACCCGCAAGGGAGACAGGTGACCACGGTGGGTTTAGAGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTCAGAATGAACGCTGGCGGCGTGC 
CTAACACATGCAAGTCGAGCGCGAAAGTCCTTCGGGGATGAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGATGATCTACCTGCATCACCGGAATAACGGTTGG 
AAACGACTGCTAATGCCGGATAGTCTTGAAAGGGTAAAGGGGGCCTCTGCTTGCAAGCTTCCGGGTGCTGATGAGTCCGCGTCTGATTAGCTAGTTGGTGAGGTA 
ATGGCTCACCAAGGCAACGATCAGTAGCAGGTTTGAGAGGATGACCTGCCACACTGGGACTGGAACGCGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGAGGATGAAGGCCTTCGGGTCGTAAACTCCTGTCAAGAGGGAAGAACCGTATGCGGAATAATACAC 
CGCATGCCTGACGGTACCTCTAGAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATCACTGGGCGTAAAGC 
GCGCGTAGGTGGCTTGGTAAGTCAGGTGTGAAAGCCCCCGGTCCAACCGGGGAATTGCACTTGATACTGCTAGGCTAGAGTTCAGGAGAGGGTGGCGGAATTCCA 
GGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTCGGGGACTTGATCCTCGGTGCCGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTAC 
GGTCGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATC 
CGGAGAATCCCTCCGAAAAGAGGGAGTGCCCTTCGGGGAGCTCCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTATCTTCAGTTGCCATCAGGTAATGCTGGGCACTCTGGAGAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGACGACGTCAAGTCATCAT 
GGCCCTTACGCCTAGGGCTACACACGTACTACAATGGCGCATACAAAGGGTTGCGATACCGCGAGGTGGAGCTAATCCCAAAAAGTGCGTCTCAGTCCGGATTGC 
AGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCCCGTATCATCATGACGGGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACG 
AAAGTTGGTTCTGCCCGACGCCGATGAGCTAACCCGCAAGGGAGGCAGTCGTCTACGGTAGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGA 
ACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGCGTTTTAAGCATGCAAGTCGAACGGGTAAGGCCCTTCGGGGTA 
CACGAGTGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCAGAGGATGGGGATAGCCTGTGGAAACACAGGGTAATACCGAATAAGCTTATGCACTATGGTGC 
GATAAGGAAAGGGGCTTCGGCCTCGCCTTTGGATGGGCCCGCGTCTGATTAGTTAGTTGGTGGGGTAACGGCCTACCAAGACCGCGATCAGTAGCCGGCCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGT 
GGGTGAAGAAGGCAGGAATGTTGTAAAGCCCTTTTCTAGCTGAGGAATAAGGATGGGAGGTAATGCCCGTCTGATGACGTTAAGCTAGGAATAAGCCCCGGCTAA 
TTACGTGCCAGCAGCCGCGGTAACACGTAAGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGCGCAGGCGGCCCGTCAAGTCTGGTGTGAAAGACCGC 
AGCTTAACTGCGGACACGCATTGGAAACTGGCAGGCTTGAGTACTGGAGGGGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACC 
GGTGGCGAAGGCGAGTTCCTGGCCATGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTACA 
CTAGGTGTTGTTGGCCCTTGCCGGGTCAGTGTCGGAGCAAACGCGTTAAGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATTGAGCGACCGGCATAGAGATATGCCTTCCCTTCGGGG 
CGCGAAAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCTGTCTGTTGCTATCAGGTAAAGC 
TGAGGACTCAGACGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCG 
ATACAGAGCGACGCGAAACCGCGAGGTGGAGCAAATCGCAGAAAGTCGGCCTCAGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGGTGGAATCGCTAGTAA 
TCGCGCATCAGAACGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGTACCCGAAGTCACTAGTCTAACCAGCAAT 
GGAGGACGGTGCCGAAGGTATGCCTGGTAAGGGGGGTGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNTGGCGGCGCGTTTTAAGCATGCAAGTCGAGGGGTAGAAGCGCTTCGGTGCTTTGAGACCGGCGAACGGGTGAGTAACACGTAGGTGATCTGCCGTGAGGTTG 
GGGATAGCCTGTGGAAACACAGGGTAATACCGAATGAGCTTCTGACACTGTGGTGACAGGAGGAAAGGGGCGAGTGCCCCGCCTTACGATGAGCCTGCGGCTGAT 
TAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGATCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGA 
GGCAGCAGCTAAGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGGTGAAGAAGGCCGTGAGGTTGTAAAGCCCTTTTCTGCTTGAGGAATA 
AGCCTGGGAGGAAATGCCTGGGTGATGACGGTAGGGCAGGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTATGGGGCGAGCGTTGTTCGGA 
ATTATTGGGCGTAAAGGGCGCGTAGGCGGATGAACAAGTCTGGTGTGAAAGACCGCAGCTTAACTGCGGGAGCGCGCTGGAAACTGTACATCTTGAATCCTTGAG 
GGGAAACTGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACATCAGTGGCGAAGGCGAGTTTCTGGCAAGTGATTGACGCTGAGGCGCGAAAG 
CGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGCACTAGGTGTTGGGGTGTTGAAACCTCAGTACCGGAGCTAACGCGGTAAGT 
GCACCGCCTGGGGAGTATGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACC 
TTACCAGGGTTTGACATATACTGGGAGCTATGAGAGATCATGGTGCCCTTCGGGGCCGGTATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTCTGTTGCTAACAGGTGAAGCTGAGGACTCAGGCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACG 
ACGTCAAGTCATCATGGCCCTTATATCCTGGGCTACACACGTGCTACAATGGCCGGTACAAAGTGAAGCGAAGCCGCGAGGTGAAGCAAATCGCAAAAAACCGGT 
CTCAGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGGTGGAATCGCTAGTAATCGCATATCAGCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCACACCACCCGAGTTGGGGGTACCCGAAGTCGNTAGTCTAACCAGCAATGGGGGACGGCGCCGAAGGTACGCCTGGTAAGGGGGGTGAAGTCGTAACAA 
GGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGCGTTTTAAGCATGCAAGTCGAACGGGTAAGGCCCTTCGG 
GGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCAGAGGTTGGGGATAGCCTGTGGAAACACAGGGTAATACCGAATAAGCTNTTTCACTATG 
GTGAGAAAAGGAAAGGGGCTTCGGCCTCGCCTTTGGATGAGCCCGCGGCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCCGGCCT 
GAGAGGGTGAACGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCC 
GCGTGGGTGAAGAAGGCAGGAATGTTGTAAAGCCCTTTTATAGCTGAGGAATAAGGATGGGAGGTAATGCCCGTCTGATGACGTTAAGCTATGAATAAGCCCCGG 
CTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGCGCAGGCGGCCTTTCAAGTCTGGTGTGAAAGA 
CCACAGCTTAACTGTGGACACGCATTGGAAACTGGGAGGCTTGAGTACTGGAGGGGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGAAAGAA 
CACCGGTGGCGAAGGCGAGTTCCTGGCCATGTACTGACGCTGAGGCACGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
TACACTAGGTGTTGGTCCTTGCCGGATCAGTATCGGAGCTAACGCGTTATGTGTACCGCCTGGGGAGTATGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATTGAGCGACCGACACAGAGATGTGTCTTCCCTTCGGG 
GCGCGAAAACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCTGTCTGTTACCATCATTAAGTT 
GGGGACTCAGGCGGAACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGTCGG 
TACAGAGCGATGCGATACGGTGACGTGGAGCAAATCGCAGAAAGCCGGCCTCAGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGGTGGAATCGCTAGTAAT 
CGCGCATCAGAACGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTTGGGGGTACCCGAAGTCACTAGTCTAACCAGCAATG 
GAGGACGGNGCCGAAGGTATGCCTGGTAAGGGGGGTGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGAAGCTTCCTTCCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGATAG 
TGGGGGATAACCTGGGGAAACTCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGCTCTTCGGACCTTGCGCTATCGGATGAGCCTATGTCGGATTAG 
CTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGAGGAAGAAGGCCT 
CGGGCTTAATACGTCCGAGGGAGGACATCACTCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATT 
ACTGGGCGTAAAGCGCGCGTAGGTGGCGTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCATGCTAGAGTGCAGGAGAGG 


AAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGAGGTGCGAAAGCGT 
GGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGAGCCTCGAGTTCTTAGTGGCGCAGTTAACGCGATAAGTCG 
ACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTT 
ACCTACCCTTGACATCTTCGGAAGCCGAGAGAGATCTTGGTGTGCCTTCGGGAACCGAAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTG 
GGTTAAGTCCCGTAACGAGCGCAACCCCTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGAC 
GTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCAGGTACAAAGGGT TGCAAGACGGCGACGTGGAGCTAATCCCATAAAGCCTGCCT 
CAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGCATCAGAATGGCACGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACTTCGGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGC 
CGTAGGGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCAGCTTG 
CTGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCTCATACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACTGGATATTCATTTCTGGC 
TGCATGGTCGGGGATGGAAAGCTTTTGCGGTGTGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGACCT 
GAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCC 
GCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGTAAAGAAGCACCGGCCAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAATCCTGCAACTCAATTGTAGGCG 
TGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGGTCCA 
TTTCACGGATTCTGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAAGCCGGCAGAGATGTCGGTGCCCTTGTGGCTGGTGTACAGGTGG 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTATTGCCAGCACGTAATGGTGGGGACTTGCAGGA 
GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCGCGTACAGAGGGCTGCG 
AGACCGTGAGGTGGAGCGAATCCCTTAAAGCGCGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTC 
GAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCT 
CAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAAGGGAGTACTACGGTACGAACTTAGCGGCGGACGGGTGAGTAACGCGTGGACAATCTACC 
CTGTAGACCGGGATAACACTCCGAAAGGGGTGCTAATACCGGATAATGTCAAGAAGCGGCATCGCTTTTTGAAGAAAGGAGAAATCCGCTATAGGATGAGTCCGC 
GTCCCATTAGCTAGTTGGCGGGGTAAAAGCCCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGTTCAATGGGGGAAACCCTGACACAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCAATAGTATGGG 
AAGATAATGACGGTACCATACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCA 
CGTAGGCGGCTATAAAAGTCAGATGTGAAAAACCTGGGCTCAACCGAGGGTATGCATCTGAAACTAAATAGCTTGAGTCAAGGAGAGGAGAGCGGAATTCCTGGT 
GTAGCGGTGAAATGCGTAGAGATCAGGAAGAATACCAGTGGCGAAAGCGGCTCTCTGGACTTGAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTGGGTGAGGAATCATCCGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTACGGCC 
GCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACA 
GAATCAGGTAGAAATACCTGAGTGCCTTCTCTGAAGGAGCTGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCCTGTTGGTAGTTACCAGCGTAAAGACGGGGACTCTACCGAGACTGCCGTGGATAACACGGAGGAAGGCGGGGATGACGTCAAATCATCATGCC 
CTTTATGCCCTGGGC TACACACGTGCTACAATGGCCTGAACAGAGGGCAGCGAAGGAGCGATCCGGAGCGAATCCCAGAAAACAGGTCCCAGTTCAGATTGCAGG 
CTGCAACCCGCCTGCATGAAGACGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGA 
GTTTACAACACCCGAAGTCAGTGACCTAACCGCAAGGAAGGAGCTGCCGAAGGTGGGGTAAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTG 
CGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGA 
GCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTCCCCTAGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAA 
TATTCATGGACTCCGCATCGTGGTTTGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACG 
GGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGCCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCGCCGGCCAACTAC 
GTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTTGCGTCAGCTGTGAAAACCCGCAGCT 
CAACTGTGGGCTTGCAGCTGATACGGGCAGGCTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAG 
GTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTGCGCTAAAGCCGTGGAGACACGGTGTCCTTCGGGGGCG 
TTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCGATGTTGCCAGCGGTTCGGCCGGGG 
ACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACA 
AAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCA 
GATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGG 
GAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNTGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACG 
TGAGTAACCTCCCCTAGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATATTCATGTCGTGTGGCATCACATGGTGTGGAAAGTTTTTCGGCTTGGG 
ATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCT 
TTCGACAGGGACGAAGCGTGAGTGACGGTACCTGGAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTT 
ATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTTGCGTCAGCTGTGAAAACCCGCAGCTCAACTGTGGGCTTGCAGCTGATACGGGCAGGCTTGAGTTCGGTAGGGG 
AGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGT 
GGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGC 
GCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACC 
TTACCTGGGTTTGACATGTTCGGTAATCCGGCAGAGATGTCGGGTCCTTCGGGGGCGCTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTGTTCGATGTTGCCAGCGGTTCGGCCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACG 
TCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTC 
AGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGT 
AGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGT 
CGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTCCCCTAGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACC 
GAATATTCATAGACTGGGCATCGTGGTGTGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACG 
ACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCGCCGGCCAAC 
TACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTTGCGTCAGCTGTGAAAACCCGCA 
GCTCAACTGTGGGCTTGCAGCTGATACGGGCAGGCTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCG 


GTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGC 
TAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTGCGCTAAAGCCGTGGAGACACGGTGTCCTTCGGGG 
GCGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCGATGTTGCCAGCGGTTCGGCCG 
GGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGT 
ACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATC 
GCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGG 
AGGGAGCCGTCGAAGGTGGNGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
TGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAG 
TAACCTCCCCAGGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATATTCATGTCGTGTGGCATCACATGGTGTGGAAAGTTTTTCGGCTTGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCGA 
CAGGGACGAAGCGTGAGTGACGGTACCTGGAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGG 
GCGTAAAGAGCTCGTAGGCGGCTTGTTGCGTCAGCTGTGAAAACCCGCAGCTCAACTGTGGGCTTGCAGCTGATACGGGCAGGCTTGAGTTCGGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGCTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGA 
GCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACC 
TGGGTTTGACATGTTCGGTAATCCGGCAGAGATGTCGGGTCCTTCGGGGCCGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTGTTCGATGTTGCCAGCGGTTCGGCCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAG 
TCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTC 
GGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
AGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTC 
GAGCGGAAAGGCCCTTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTCCCCTTCACTTTGGGATAACCCTCGGAAACGGGGGCTAATAC 
CGGATATGACCTGTGACCGCATGGTTGTGGGTGGAAAGCTTTTGTGGTGGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGA 
CGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAG 
CCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCCA 
ACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGGTTGTCGCGTCGACTGTGAAAACCTG 
CAGCTCAACTGTGGGCTTGCAGTCGATACGGACAGGCTAGAATTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGGTCTCTGGGCCGATATTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC 
GCTAGGTGTGGGGGGCCTCTCCGGCCTTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGGCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACGGAAATCCTGCAGAGATGTAGGGTCCTTCGG 
GGGCGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATG 
CCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCC 
GATACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGTCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTA 
ATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTG 
TGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNTGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTTCGGGGGTACTCGAGCGGCGAACGGGTGAGT 
AACACGTGAGTAACCTCCCCTTGAGTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGGATATGACCTTTCACCGCATGGTGGGGGGTGGAAAGCTTTTGTGA 
TCGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCAGCAGGGACGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCAAGCGTTGTCC 
GGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCTGCAGCTCAACTGTGGGCTTGCAGTCGATACGGGCAGGCTAGAATTCGG 
TAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATATTGACGCTGAGGAGCGA 
AAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGCCTTCTGTGCCGCAGCTAACGCA 
TTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGA 
AGAACCTTACCTGGGTTTGACATGTACGGAAATCCTGTAGAGATACAGGGTCCTTCGGGGCCGTTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGATACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGT 
CGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTA 
ACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGG 
GGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAAACTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATATTACTTCTGGTCGCA 
TGGCTGGTGGTGGAAAGTTTTTCGGTTTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGAGGACGGGTAGCCGGCCTGAGAG 
GGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTG 
AGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGT 
AAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACTTGGNGCTCAACCCCAAGCTTGCAG 
TCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTG 
GGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCC 
GGTTTCCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAATCTCGCAGAGATGTGGGGTCCTTCGGGGCCGGTGACAGGTGGTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTAATGGCGGGGACTCATCGGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCG 
TAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCCGCAAGGGAGGGAGCCGTCGAAGGT 
GGGGCTGGCGATTGGGACGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGT 
CGAGCGGAAAGGCCCTTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGGATAACCCTCGGAAACGGGGGCTAATA 
CCGGATACGACACACTGACGCATGTTGTGTGTGTGGAAAGTTTTTTCGGTCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGC 
GACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGC 
CAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACCGTGAAAACT 
TGGGGCTCAACCCCAAGCCTGCGGTCGATACGGGCAGGCTCGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAC 
ACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGG 


GCGCTAGGTGTGGGGGACCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCGCCGGAAAACTCGCAGAGATGCGGGGTCCTTC 
GGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTA 
TGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGG 
CCGGTACAAAGGGTTGCGATGCCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCC 
TTGTGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAAC 
GCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGG 
ATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTGGGATGCATGTCCCTTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGT 
TGGTGGGGTTAAGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACAGACGAAGCGCGAGTGA 
CGGTATGTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTG 
GTTTGTCGCGTTGTTCGTGAAAACTCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGA 
CGCTGGTAGAGATATCAGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCCTATCTTATGTTGCCAGCGCGTCATGGCGGGGACTCGTAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGT 
CCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACT 
CGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTA 
ACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAAC 
GGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATATGATCATTGGCTTCCTGGCTGGTGGTGGAAAGC 
TTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTG 
GGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCG 
GGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAG 
CGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTA 
GAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAG 
CTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATG 
CAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATC 
CTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGG 
GACGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAA 
GTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGAATACACCCTTCTGGCTGCATGGTCTGGTTGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGAGGTTACGGCTCACCAAGG 
CGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGGACCGG 
CCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAAC 
TCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAA 
CACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGC GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTG 
GGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGAC 
GGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGTGCCTAGAGATAGGTATTCCCT 
TGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGT 
AATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAAT 
GGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGC 
TAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAAC 
CCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAG 
TAACACGTGAGCAACCTCCCCTAGGCTTTGGGATAACCCCGGGAAACCGGGGCTAATACCGAATAGGACCTGACTCCGCATGGGGTTGGGTGGAAAGTTTTTCGG 
CCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGCCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCC 
GGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCGGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGG 
TAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGA 
AAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCA 
TTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGA 
AGAACCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGGCAGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGC 
CGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTA 
ACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTA 
ACACATCCAAAACCGACGAAAGCCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTAGGCTTTGGGATAACCCTCGGAAACGG 
GGGCTAATACCGAATATTCATGTTCCGCGGCATCGTGGGGTGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCT 
ACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAA 
GCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTTGCGTCAGCTG 
TGAAAACCCGCAGCTCAACTGTGGGCTTGCAGCTGATACGGGCAGGCTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCA 
GGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTA 
AACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGG 


AATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACGGTAATCCGGCAGAGATGTCG 
GGTCCTTCGGGGCCGCTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCA 
GCGGTTCGGTCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCT 
ACAATGGTCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAG 
TCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGGCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCC 
CAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGAACGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNTGATCCTGGCGCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGA 
GTAACACGTGAGCAACCTCCCCTAGGCTTTGGGATAACCCCGGGAAACCGGGGCTAATACCGAATAGAACCTGGCCTCGCATGAGTCTGGGTGGAAAGTTTTTCG 
GCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGA 
GANACGACCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTA 
AACCTCTTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTC 
CGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCAGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCG 
GTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAACGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCG 
AAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGC 
ATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCG 
AAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCGGCAGAGATGTCGGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGG 
GGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAG 
CCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCG 
TAACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCT 
TAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTCCCCCAGGCTTTGGGATAACCCCGGGAAA 
CCGGGGCTAATACCGAATATGACCTCTGACCGCATGGTTGGTGGTGGAAAGTTTTTCGGCTTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGC 
CTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAG 
AAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGAC 
CGTGAAAACTTGGGGCTCAACCCCAAGCCTGCGGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATAT 
CAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGC TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTGTCAGAGATGG 
CAGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGC 
CAGCGGGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCAT 
GCTACAATGGTCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCG 
GAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTG 
GCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGCCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGCAACCTCCCCTAGGCTTTGGGATAACCCCGGGAAACCGGGGCTAATACCGAATATGACCTCCGATCGCATGGTTGGTGGTGGAA 
AGTTTTTCGGCCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTT 
CGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCG 
AGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACCGTGAAAACTTGGGGCTCAACCCCAAGCCTGCGGTCGATACGGGCAGGC 
TAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGC 
TGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGGCCTCTCCGGTTCTCTGTGCCGC 
AGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGA 
TGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACCGGCAGAGATGTCGGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAAT 
CCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGAA 
CGAAGTCGTAACAAGGTAGCCGTACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGCCGAACGCTGGCG 
GCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTCCCCTAGCCTTTGGGATAACCC 
CGGGAAACCGGGGCTAATACCGAATAGGACTGCTGGTCGCATGGCTGGTGGTGGAAAGTTTTTCGGCCTGGGATGGGCTCGCGCCCTATCAGCTTGTTGGTGGGG 
TGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAAAGTGACGGTACCT 
GCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCG 
CGTCGACTGTGAAAACCCGCAGCTCAACTGCGGGCCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCG 
CAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGACCTCTCCGGTTCCCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAA 
ACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGGCCGCAAAACTCACA 
GAGATGTGAGGTCCTTCGGGGGCGGTCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCG 
ATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGT 
GAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAGGTCACGAAAGTCGGCAACACCCGAA 
GCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGNACGAAGTCGTAACAAGGTAGCCGTACCGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTWACACATGCAAGTCGAACGGCAGCACGGGTRCTTGCACCTGGTGGCGAGTGGCGA 
ACGGGTGAGTAATATATCGGAACGTGCCCAATAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATACGCTCTACGGAGGAAAGTGGGGGATCGCAAGA 
CCTCATGCTATTGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGACGACCARCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCG 
GGTTGTAAAGCACTTTTGTCAGGAACGAAACGGAGCTGGCTAATACCTGGCTCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGCAAGACAGAGGTGAAATCCCCGAGCTTAACTTGGGAACTG 
CCTTTGTGACTGCATGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGCAGCCCC 
CTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTCGGGTCTTAA 
TTGACTTGGTAACGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGA 


TGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTACGGAATCCTTCAGAGATGGAGGAGTGCTCGAAAGAGAGCCGTAACACAGGTGCT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCG 
GTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCTGCCAACCCGCG 
AGGGGGAGCTAATCCCAGAAAGTGTATCGTAGTCCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTG 
AATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTAGGTAGCTTAACCGCAAGGAGGGCGCTTACCACGGTAGGATT 
CGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGC 
TGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGGAGGAGCTTGCTCCTCCGGATTAGTGGCGAACGGGTGAGTAATACGTGAGCAATGTGCCCTTGACTC 
TGGGATAAGCGCTGGAAACGGCGTCTAATACCGGATACGACGACCGGAGGCATCTCCTGGTCGTGGAAAGAACTTCGGTCAAGGATCAGCTCACGGCCTATCAGC 
TAGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGACGAAGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAAA 
GTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTA 
GGCGGTTTGTCACGTCTGCTGTGAAAACCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAG 
CGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGGCTTAGAT 
ACCCTGGTAGTCCATGCCGTAAACGTTGGGAACTAGATGTGGGGACCATTCCACGGTCTCCGTGTCGTAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGC 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATAC 
GAGAACGCACTGGAGACAGTGAACTCTTTGGACACTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGTCCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGAGGTCAAATCATCATGCCCCT 
TATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTG 
CAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGTAGATCAGCAACGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGT 
CGGTAACACCCGAAGCCAGTGGCCTAACCTTTTGGAGGGAGCTGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAANNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACGGGAAGCTTGCTT 
CCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACCCAGGCTAATACCGCATACGTCCTACGGGAGA 
AAGCAGGGGCTCTTCGGACCTTGCGCTATCGGATGAGCCTATGTCGGATTAGCTGGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGA 
GGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGT 
GTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAAGCCTTCTGGTTAATACCCGGGAGGAAAGACATCACCCACAGAAGAAGCACCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGCTTGATAAGCCGGTTGTGAAAGCCCCG 
GGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACC 
AGTGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGA 
CTAGCCGTTGGGTCCTTCGCGGACTTTGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAATCCGCCAGAGATGGCGGAGTGCCTTCGGGA 
ACCGAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGT 
CGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGGCCTTACGGGTAGGGCTACACACGTGCTACAATGGTCA 
GTACAAAGGGTTGCGAACTTGCGAGAGTGAGCCAATCCCAGAAAGCTGATCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAA 
TCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACCTTCGGG 
AGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGGATGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGATGACGACCGAGCTTGCTCGGTCTGATTAG 
TGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTCACTTCGGGATAACCTCGAGAAATTGTGGCTAATACCGGATATGAACTTCCGCCGCATGGTGGTTGT 
TGGAAAGTTTTTCGGTGAGGGATGGACTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGACGATGACGGGTAGCCGGCCTGAGAGGGCGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCAGCGTGGGGGATGACT 
GCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GCGCAAGCGTTATCCGTAATTATTGGGCGTAAAGAGCTTGTAGGTGGCTTGTCGCGTCTGCCGTGAAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGG 
CAGGCTAGAGTGTGGTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACT 
GACACTGAGAAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGATGTGGGGGACATTCCACGTTTTCCGC 
GTCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCTGATTAA 
TTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACGGCTGCAGAAATGTGGCTTTCTTCGGACTGGTTCACAGGTGGTGCATGGTTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAAGCATGCTACAATGGTCGGTACAATGGGTTGCGAAACTGTGAGGTGGAG 
CGAATCCCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCCATCCTCGTGAGGGAGCTGTCTAAGGTGGGATTGGTGATTG 
GGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NAGAGTTTGATNNTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAAGCATGAAGCTGTGCTTGCACAGTGGATTAGTGGCGAACGGGTGAG 
TAACACGTGAGTAACCTGCCCTCCACTTTGGGATAACTCCGAGAAATCGGGGCTAATACTGGATATGACCTTGGCCCGCATGGTTTTTGGTGGAAAGTTTTTCGG 
TGGGGGATGGGCTCGCGGCCTATCAGTTTGTTGGTGAGGTAGTGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAG 
CCACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACCCTGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACTTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCC 
GGAATTATTGGGAGTAAAGGGCTTGTAGGTGGCTTGTCGCGTCTGCCGTGAAAACTCGAGGCTTAACCTTGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGCGG 
TAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGTTACTGACACTGAGAAGCGA 
AAGCATGGGGAGCGAACAGGATTAGATGCCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCA 
TTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGA 
AGAACCTTACCAAGGCTTGACATGCACTGGATCGCTGCAGAGATGTGGTTTTCTTTGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGG 
ACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCGTGCTACAATGGTCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCC 
GGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCTATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGGATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGATGGCCCAAGCTTTATGCGGGGAGTCGTCGAAGGTGGGATCGGTGATTGGGACTAAGTCGTAA 
CAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATNNT 
GGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGNTGACGATGGAGCTTGCTCCATCTGATCAGTGGCGAACGGGTGAGTAACACGTGAGT 
AACCTGCCCCTCACTCTGGGATAACCTCGGGAAATCGTGGCTAATACCGGATATGAGTTTCCACCGCATGGTGGTTTCTGGAAAGTTTTTCGGTGAGGGATGGAC 
TCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGC 
AGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGG 
CGTAAAGAGCTTGTAGGTGGCTTGTCGCGTCTGCCGTGAAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAGACTG 
GAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGACACTGAGAAGCGAAAGCATGGGGAG 
CGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCG 


CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCA 
AGGCTTGACATGCACCGGACAGCCCCAGAGATGGGGTCTTCTTCGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAA 
TCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTC 
GGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
AAGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCCATCCCTTGTGGAGGGAGCTGTCGAAGGTGGGATCGGTGATTGGGACTAAGTCGTAACAAGGTAGCCG 
TACCGGAAGGTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATNNTGGCTCAGGACG 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACGACCGAGCTTGCTCGGTCTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCC 
CACTTCGGGATAACTTCGAGAAATCGTGGCTAATACCGGATATGAACTTCCGCCGCATGGTGGTTGTTGGAAAGTTTTTCGGTGGGGGATGGACTCGCGGCCTAT 
CAGTTTGTTGGTGAGGTAATGGCTCACCAAGACGATGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTTGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGC 
GAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCT 
TGTAGGTGGCTTGTCGCGTCTGCCGTGAAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAGACTGGAACTCCTGGT 
GTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGACACTGAGAAGCGAAAGCATGGGTAGCGAACAGGATT 
AGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACAT 
GGACCGGACGGCTGCAAAAATGTGGCTTTCTTCGGACTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCC 
CTTATGTCTTGGGCTTCAAGCATGCTACAATGGTCGGTACAATGGGTTGCGAAACTGTGAGGTGGAGCGAATCCTAAAAAGCCGGCCTCAGTTCGGATTGGGGTC 
TGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAA 
GTCGGTAACACCCGAAGCCAGTGGCCCATCCTCGTGAGGGAGCTGTCGAAGGTGGGATCGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 
GGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAA 
GCCGGCGGACTCCTTCGGGAGGAAACCGGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCGGACTGATGGGAATAACCCCGGGAAACCGGGG 
CTAATGCCCAATACCCCCTGACCTCGCCTGAGGTCAGCGGCAAAGCAGGGATCTTCGGATCCTTGCGCAGTCCGATGGGCCCGCGGCGCATTAGCTAGTTGGAGA 
GGTAAGGGCTCCCCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA 
ATCATCCGCAATGGGCGAAAGCCTGACGGTGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGACAGGGAAGAACCCACGCCAGTCGAAC 
AGGCTGGCGTGCTGACGGTACCTGTCCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTA 
AAGGGCACGCAGGCGGTTTCGTCAGTCCGATGTGACAGGCCACGGCTCAACCGTGGAAGGCCATTGGAAACTGCGAAACTTGAGGACAGAAGAGGAGAGTGGAAT 
TCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTACCTGACGCTGAGGTGCGAAAGCATGGGGAGCAAA 
CAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGCTGAGTGCTAGGTGTTAGGGGTTTCGATACCCGTAGTGCCGAAGCTAACGCATTAAGCACTCCGCCTGG 
GGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGATCT 
TGACATCTTCCGCTACGCCTCGAGAGGCGGTTCCCCTTCGGGGGACGGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCCTAATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCAT 
CATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGATGGTACAACGGGAAGCGAACCCGCGAGGGGGAGCCAATCCAGAAAAGCCATTCTCAGTTCGGAT 
TGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACC 
ACGAGAGTTTGCAACACCCGAAGTCGGTGAGGGAACCCTCCNGGGACCCAGCCGCCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTATCCCTACC 
GGAAGGTGCGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCGTGCCTAATACATGCAAGTCGAGCGCGGGAAGCGAGCA 
GAAGCCCTTCGGGGTGGACGCTCGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACCGGAATAACCCCGGGAAACCGGGGCTAAT 
GCCGGATAACCCAACGGTTCTCCTGAACCGATGGTAAAAGGATGGCTTCTTGCTATCGCTTACAGATGGGCCCGCGGCGCATTAGCTGGTTGGTGAGGTAACGGC 
TCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGC 
AATGGACGAAAGTCTGACGGAGGAACGCCGCGTGAATGATGAAGGTCTTCGGATCGTAAAATTCTGTTGTGAGGGAAGAACAAGGACGGTACGAACACAGCGGTA 
CCTTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCG 
CAGGCGGTTCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGGAAACTGGGGAACTTGAGGACAGAAGAGGAGAGTGGAATTCCACGTG 
TAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCGGTTTCTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGCTGAGTGCTAGGTGTTAGGGGGCTTCCACCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACG 
GCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCC 
TTGGCTACTTCCAGAGATGGAAGGTTCCCTTCGGGGACCAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCCTAATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCC 
TTATGACCTGGGCTACACACGTGCTACAATGGATGGGACAAACGGAAGCGAACCCGCGAGGGGTAGCCAATCCGAGAAACCATTCTCAGTTCGGATTGCAGGCTG 
CAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGT 
TGGCAACACCCGAAGCCGGTGAGGTAACCTTTACNGGAGCCAGCCGTCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCGTGGATAAGACATGCAAGTCGAACGGGATAATCTTGTAGCAATACCGGGTTGTTCAGTGGCGAAC 
GGGTGCGTAACACGTGGATTACATACCGGAAAGCGAGGAATAGCCCAGGGAAACTTGGATTAATACCTCATGTGGTCGCAAGACTAAAGGCGGGGCAACCTGTCG 
CTTTCTGATTGGTCCGCGGCCTATCAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGA 
GACACGGTCCAGACACCTACGGGTGGCAGCAGTCGAGAATCATTCACAATGGGGGCAACCCTGATGGTGCGACGCCGCGTGGAGGATAAGGTCTTCGGATTGTAA 
ACTCCTGTCATGCGAGAGCAAGATTTGAGCGGGTAACTCCGCTGGATTTGATAGTATCGCAAGAGGAAGAGACGGCTAACTCTGTGCCAGCAGCCGCGGTAATAC 
AGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTGGCGTGGAAAGTCAGATGTGAAATCCGGGGGCTCAACCTCCGAATAGCATCCGAT 
ACTCCCATNCTAGAGAACTGGAGGGGGATCTGGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAACACTAGTGGCGAAGGCGAGATCCTGGACAG 
TNTCTGACACTGATGCACGAAGGTCAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTGACAGTAAACGGTGCACGTTTGGTGTGGGAGGATTCGACCCCTT 
CTGTGCCGGAGCTAACGCGTTAAACGTGCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGACGGGGACCCGCACAAGCGGTGGAGTATGTGGC 
TTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACTGTGTCGTCGGTGAAAGCCGGCTAGNGTAGCAATACACGCTTTGCACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGATTTGTTGCCACCGGAGCAATCCGAGCACTCGAATCAGACTGC 
CCAGATCAACTGGGAGGAAGGTGGGGATGACGTCAAGTCAGTATGGCCCTTACGCCCAGGGCTGCACACGTACTACAATGCCCAGCACAATGTGAACCGAAACCG 
CGAGGTGGAGGAAATCCTCAAAACTGGGCTCAGTTCAGATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGAATCGCTAGTAATGGTACATCAGCTACGGTACCG 
TGAATACGTCCCGGGTCTTGTACACACCGCCCGTCACATCATGGAAGCTGGTTTCGCCCGAAGTGCCCGCGCCGACCGCAAGGAGGCAAGGCCCTAAGGCAAGAC 
TGGTGACTGGGATGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGC 
TGCCGGAGTGACTAACACATGCAAGTCGAGCGGAGGGGATAGGAGCTTGCTCCTTGAACCTCAGTGGCGGACGGGTGAGTAACACGTGGGTAACCAGCCCTTGAG 
AGGGGGATAACAGGTCGAAAGGCCTGCTATATACCGCATAACGCTAAGAAGCTGCATGGCGTCTTAGCCAAGGGTTANGGCCGCTCAAGGATGGGCCCGCGGCCC 
ATTAGATAGTTGGTGAGGTAATGTTTCACCATGGGGACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGCGATGAAGGCCTTCGGGTTGTAAAGCTCTGTCTTCCCTGACGAT 
AATGACGGTAAGGGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGT 
AGGCGGCTCTTTAAGTGGGATGTGAAATCCCTGGGCTCAACCCAGGAACTGCATTCCAAACTGGAGAGCTAGAGTGCAGGAGAGGAAAGCGGAATTCCCAGTGTA 
GCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGA 


TACCCTGGTAGTCCACGCTGTAAACGATGGGTGCTAGGTGTAGGGGGCGAAGCCCTCTGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGTCGC 
AAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCACCGA 
ACCCTGTGGAAACACGGGGGTGCCCTTCGGGGAACGGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAAC 
GCAACCCTTACCTTTAGTTGCCACCAAATCGGTTGGGCACTCTAGAGGGACTACCTGGGTTACCCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 
ATGCTCTGGGCTACACACGTGCCACAATGGCCGGTACAATGAGTTGCAAACCCGCGAGGGGGAGCTAATCTCAAAAACCGGTCCCAGTTCGGATTGTAGGCTGCA 
ANTCGCCCACATGAAGCTGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCACACCATTGAGAGCCG 
GCAACACCCGAAGCCAGTGGGCTAACCCTCAAGGGAGGCAGCTGTCGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGG 
CGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAG 
CCCGGGAAACTGGGTCTAATACCGGATATGACACATGTCGGCATCGATGGTGTGTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGT 
GGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCT 
GCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCA 
CGTCGGGTGTGAAAGCTTGGGGCTTAACTCCAGGTCTGCATTCGATACGGGCTGGCTAGAGGTAGGTAGGGGAGAACGGAATTCCTGGTGTAGCGGTGAAATGCG 
CAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCTTCAG 
AGATGGAGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCAA 
TGTTGCCAGCAACATCCTTCGGGGGTGGTGGGGACTCATTGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTC 
TTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGCAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTC 
GACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAA 
CACCCGAAGCCCGTGGCCCAACCAGCTTGTCTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACG 
TGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACACACGATGGCATCGTCTGTGTGTGGAAAGTTTTTTCGGTCAGG 
GATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATT 
GGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCCCATGGCTTAACTATGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAA 
GCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGCGAAAGCGTGGG 
GAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGACTTCCACGTTCTCCGTGCCGTAGCTAACGCATTAAGCGCCC 
CGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTAC 
CAAGGTTTGACATCACCCGGAAACGGCCAGAGATGGTCGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCAGCGCCTTCGGGTGGCTGGGGACTCATGGNAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACTCGCAAGAGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAAN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTC 
GAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACGCGCTTTCGCATGGAATC 
GCGCGTGGAAAGTTTTTTCGGTCAGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGG 
ATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCGGGTGTGAAAGCTTGGGGCTTAACTCCAGGTCTGCATTCGATACG 
GGCTGGCTAGAGGTAGGTAGGGGAGAACGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTTAC 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCTTCCACGGTTTCCG 
CGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTA 
ATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCTTCAGAGATGGAGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGCTCCTTCGGGGGTGGTGGGGACTCATGGGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCG 
TGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTGGGGGGAGCGGTCGAAGG 
TGGGGCTGGCGATTGGGACGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATGCA 
AGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAAT 
ACCGGATACGACCACTTCTCGCATGGGATGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGG 
CGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGA 
AAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCACGTCGGGTGTGAAAGCTTGG 
GGCTTAACTCCAGGTCTGCATTCGATACGGGCTGGCTAGAGGTAGGTAGGGGAGAACGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACC 
GGTGGCGAAGGCGGTTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCG 
CTAGGTGTGGGGACCTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAACACTCAGAGATGGGTGCCTCTTCGGAT 
CGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCAATGTTGCCAGCACGCTCTTCG 
GGGTGGTGGGGACTCATTGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAA 
TGGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGC 
TAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAAC 
CAGCTTGCTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NTGGCGGCGTGCTTAACACATGCAAGTTGCGCGAGAAAGCTACCTTCGGGTAGTGAGTAAAGCGGCGAACGGGTGAGTAACGCGTGGGTAATCTGCCTTTAAGTT 
AAGGATAACTTCTCGAAAGGGAAGCTAATACTTAATAATAGTAAAGATGGCTTTGCTATCGCTTAAAGATGAGCCCGCGTCCCATTAGCTTGTTGGTAGGGTAAA 
GGCCTACCAAGGCAACAATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTC 
CGCAATGAGCGAAAGCTTGACGGAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTTAGGGAAGAACACCCCAGTAGATAATACCTGC 
TGGGATTGACGGTACCTTTGGAGGAAGCTCCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCNAGCGTTGTCCGGAATCACTGGGCGTGAAGGGT 
GCGCAGGCGGTCTAGTAAGTCAAGAGTGAAATCCATCGGCTCAACCGGTGAACTGCTTTTGAAACTATTAGACTTGAGGACAGGAGAAGGAAGTGGAATTCCTAG 
TGTAGTGGTGAAATACGTAGATATTAGGAAGAATACCAATGGCGAAGGCAGCTTCCTAGCCTGATCCTGACGCTGAGGTACGAAAGCTAGAGTATCAAACGGGAT 
TAGATACCCCGGTAGTTCTAGCTGTAAACGCTGGACACTAGGTGTTGGGGGTTCAACTCCCTCGGTGCTGCAGTTAACGCGTTAAGTGTCCCGCCTGGGGATTAC 
GACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATCTGGTTTAATTCGAAGCAACGCGAAGAACATTACCAGGGTTTGACATC 


CTATGACCATCTGTGAAAGCAGAGTCTGGCTCTTTGAGTCACATAGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTGTTCTTAGTTGCCAGCACGTAATGGTGGGGACTCTAAGAAGACTGCCACAGAAAAAATGTGGAGGAAGGTGGGGATGACGTCAAGTCAT 
CATGCCCCTTATACTCTGGGCTACACACGTGCTACAATGGTCTAAACAGAGGGAAGCAATACCGCGAGGTTAAGCGAATCTCACAAATTAGATCTCAGTTCGGAT 
TGCAGATTGCAATTCACCTGCATGAAGCTGGAGTCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATATGTTCTCGGGCCTTGTACACACCGCCCGTCACACC 
ACCCGAGTTGGGGACACCAGAAGTCATTCGCAATAGCGAGTGCCGAAGGTGTGCCTGATAAGGGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAACACATGCAAGTTGAACGCGAAAGTTACCTTCGGGTAATGAGTAGAGTAGCGGAC 
GGGTGAGTAACGCGTGGGTTATCTACCTTTAAGTTAGGAATAACCTCTCGAAAGAGGGGCTAATACCTGATAATCTCTTACGAGCAAAGATGGCTTCTTCTTAGC 
TATCGCTTAAAGATGAGCCTGCGTCCCATTAGCTAGTTGGTGAGGTAAGAGCTCACCAAGGCGACAATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCTGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAATGATGAAGGCCTTCGGG 
TCGTAAAATTCTGTCCTTAGGGAAGAATATTTTGGTTGTTAATAACAGCTGAAGTTGACGGTACCTTTGGAGGAAGCCCTGGCTAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGAGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTACGCAGGCGGTCTAGTAAGTCAGAGGTGAAATCCACCGGCTCAACCGGTGAACTGC 
CTTTGATACTGCTAGACTTGAGGATAAGAGAAGAAAGCGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGAATACCAATGGCGAAAGCAGCTTTC 
TAACTTACTCCTGACGCTCAGGTACGAAAGCTAGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGGATACTAGGTGTTGGAGGTTCGA 
TTCCTTCGGCGCCGCAGTTAACGCATTAAGTATCCCGCCTGGGGATTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGAACTTGACATCCCTGTGACTATTTCTTAACCGAAAGTCTCCTCTTTGAGGACACAGAAGACAGGTGG 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCTTAGTTGCCAGCACGTAATGGTGGGGACTCTAAGGA 
GACTGCCGCGGAAAAACGCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTTCTGGGCTACACACGTGCTACAATGGTCTATACAGAGGGTGGC 
TACACCGCGAGGTGATGCTAATCTCTAAAGTAGATCTCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGAATG 
CCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACCCGAGTCGGGGGCACCAGAAGTCATCGGCCCAACTTAGTGAGGGAGATGCCGAAGG 
TGTGCCTGGTAAGGGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTT 
AACACATGCAAGTCGAACGGTCTACCTCGACTGAAACCTTCGGGTTGACGACGAGATCTAGATAGTGGCGGACGGGTGAGTAACACGTGAATAATCTGTCCTCAA 
GTCTGGGATAACCTGGCGAAAGTCGGGCTAATCCGAGGTAAGCTGAGAGTGTGGCATCACACAATCAGAAAAGGTGGCTCTGCCATCGTTTGAGGAGGAGTTCGC 
GGTAGATTAGCTAGCTGGTGAGGTAACGGCTCACCAGGGCAATAATCTATAGCTGGTCTGAGAGGACGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTAGGATTGTAAAGCTCTGTCCTTAGGG 
AAGAACCGTGGGTATAGTAAATGCTACCCACCTGACGGTACCTTTGGAGGAAGCACTGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGAGTGCAAGCGTT 
GTCCGGAATTATTGGGCGTAAAGGGTACGCAGGCGGATAATCAAGTCAAGCGTGAAAGGTGTCGGCTTAACCGACAGACTGCGTTTGAAACTGATTATCTTGAGT 
GTAACAGAGGAGAGTGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGGTTAACACTGACGCTGAGGT 
ACGAAAGCTGGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCCAGCCGTAAACGATGGATACTAGGTGTTGGAGGTTCGAATCCTTCAGTGCCGGAGTTAACG 
CATTAAGTATCCCGCCTGGGGATTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCGAGAATTGACATCCCGTGACCATCTATGAGAGTAGAGTTTAGCACTTTGTGCTACACGGAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCTTAGTTGCCAGCGAGTAATGTCGGGGACTCTAAGAAGACTGCCGGTGAAAGTCGGAGGA 
AGGTGGGGATGACGTCAAGTCCTCATGCCCTTTATATCTCGGGCTACACACGTGCTACAATGGCTGATACAGAGGGGAGCAAAGCTGCGAAGTGGAGCAAATCCT 
TGAAAATCAGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCAATCGAGTTGGATGCACCAGAAGTCATCTGCGGATGCCAAAGGTGTGTCCGGTAAGAGGGGTGAAGTCGTAACAAGGTAGCC 
GTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGNTCAGGGCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAA 
CGGTGAAGCGAGTGCTTGCACTCGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTCCACTCTGGGATAAGCGCTGGAAACGGCGTCTAATA 
CTGGATACGACCGACCCTCGCATGGGGTGTTGGTGGAAAGATTTATCGGTGGTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGC 
GACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCTTTTGTGACGGTACCTGCAGAAGAAGCACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAAATT 
CAGGGCTTAACCCTGGACGTGCAGTGGGTACGGGCAGACTAGAGTATGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAAC 
ACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGACGCTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGG 
GCGCTAGGCGTGGGTCTCATTCCACGAGATCCGTGTCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGCGGAGCATGCTGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACTGGATCGCCTCAGAGATGGGGTTTCCCTT 
TGGGCTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTA 
ATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCAAGCATGCTACAATG 
GCCGGTACAGAGGGTTGCGAAACCGTGAGGTGGAGCGAATCCCAAAAAACCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTA 
GTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGACGGTGGCCTAACCC 
TTGTGGAAGGAGCCGTCTAAGGTGGGACCGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNATTGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGTGCGTGAAAGGGCTTCGGCCTGAGTAAAGCGGCGCACGGGTGAGTAACGCGTGGATGATC 
TGCCCATGAGTTGGGAATAACGGCTGGAAACGGTCGCTAATACCGAATACGCTCCGATTTCATAGTTCGGGGGAAAGGTGGCCTCTGCTTGCAAGCTACCGCTCA 
TGGATGAGTCCGCGTCCCATTAGCTTGTTGGCGGGGTAATGGCCCACCAAGGCGACGATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGGAACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTCGTAAACC 
TCTGTCAGGAGGGAAGAACCGCCATGGTGCTAATCAGCCATGGTCTGACGGTACCTCCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCTGTTTGGTAAGTCAGGGGTGAAATCCCGCAGCTCAACTGCGGGATTGCCCTTGATACT 
GCTGGACTTGAGTTCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGACCGATA 
CTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGCCTTGAGCTTCGGTNC 
CGCAGCTAACGCGTNAAGCATCCCGCCTGGGGAGTACGGTCGNNAGGNTGAAACTCAAAGAAATTGACGGGNNCCCGCACAAGCGTGGAGTATGTGGTTTAATTC 
GATGCAACGCGAAGAACCTTACCCAGGCTTGACATCCGGGAAACCCTCCCGAAAAGGAGGGGTGCTCTTCGGAGAATCCCGAGACAGGTGCTGCNTGGNTGTCGT 
CAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCATAGTTGCTACCAGGTAATGCTGGGCACTCTATGGAGNNNNCCCCGGTTA 
ACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACNNCTNNGGCTACACACGTACTACAATGGCGCACACAAAGGGCAGCGATACCGTGAGGTGG 
AGCCAATCCCAAAAAATGCGTCCCAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATTCGAGATCAGCATGCTCGGGTGAATGCG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGTTTTACCCGATACCGGTGAGCCAACCGCAAGGAGGCAGCCGTCTACGGTAGGGCCGATGAT 
TGGGGTGAAGTCGTAACNNNGTAGCCGTAGGGGAACCTGCGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCT 
GGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCTCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGAACTCTGGGA 
TAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCTCTGATCGCATGGTTGGTGGTGGAAAGCTTTTGCGGTTTGGGATGGGCCCGCGGCCTATCAGCTTGTT 
GGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGTGAGTGAC 
GGTACCTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGG 
TTTGTCGCGTCGTCTGTGAAATTCTGCAACTCAATTGCAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGAGACTGGAATTCCTGGTGTAGCGGTG 
AAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGTAGTAACTGACGCTGAGGAGCGAAAGCGTGGCGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGGCTCATTTCACGAGTTCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGAC 


GCAGTCAGAGATGGCTGTTCCCTTGTGGTTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCCTGTATTGCCAGCGGGTTATGCCGGGGACTTGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTC 
CAGGGCTTCACACATGCTACAATGGCGCGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCGCGTCTCAGTTCGGATTGGGGTCTGCAACTC 
GACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAA 
CACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGATGAA 
GAACAGCTTGCTGTTTCTGATTAGTGGCGGACGGGTGAGTAATGTATAGGGATCTGCCTAGTAGTGGGGGACAACAGCCGGAAACGCTCTAATACCGCATACGCT 
CTACGGAGGAAAGCGGGGGCTCGTAAGACCTCGTGCTATTAGATGAACCTATATCAGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCTGTAGC 
TGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGC 
AATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAATAGGGAGGAAAGGTTATGCGTTAATACCGTATAGCTGTGACGTTACCTATAGAAGAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTATTAAGTCAGATGTGA 
AATCCCCGGGCTCAACCTGGGAATTGCATTTGATACTGGATGGCTAGAGTGTGGTAGAGGTGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAA 
GGAACATCAGTGGCGAAGGCGACTCACTGGGCCATTACTGACGCTGAGGTGCGAAACGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG 
ATGTCAACTAGGTGTATGGAGAATTTATTCTTTGTGTATCGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTG 
ACGGGGGCCGCACAACGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTACGGAAGATTGAAGAGATTCGATTGTGC 
CTTCGGGAACCGCTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCAT 
CATTAAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGCCAGGGCTACACACGTGCTAC 
AATGGGCAGTACAAAGGGTTGCTAACTCGCGAGGGTATGCTAATCCCATAAAGCTGTTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATC 
GCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGCAAAAGAAGTAGGTAGACTAA 
CCTTCGGGAGGTCGCTTACCACTTTGTGGTCAATGACTGGGGTGAAGTCGTAACAAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGATGAAGTCTAGCTTGCTAGACGGATTAGTGGCGGACGGGTG 
AGTAATGTATAGGGATCTGCCTAGTAGTGGGGGATAACAGCCGGAAACGCTCTAATACCGCATACGCTCTACGGAGGAAAGCGGGGGCTCTTCGGACCTCGTGCT 
ATTAGATGAACCTATATCAGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTCGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAA 
AGCACTTTCAATAGGGAGGAAAGGTTGTAAGTTAATACCTTGCAACTGTGACGTTACCTATAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGTAATACG 
GAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTATTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGATAC 
TGGATGGCTAGAGTGTGGTAGAGGTGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACATCAGTGGCGAAGGCGACTCACTGGGCCATT 
ACTGACGCTGAGGTGCGAAACGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGTGTATGGAGAATTTATTCTTTGTG 
TATCGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCGCACAACGCGGTGGAGCATGTGGTTTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTAGCGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACGCTAACACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTAGTTGCCATCATTTAGTTGGGCACTCTAAGGAGACTGCCGGTGACA 
AACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGCTAGTACAAAGGGTTGCTAACTCGCGAGAGTA 
TGCTAATCCCATAAAGCTAGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTGCAAAAGAAGTAGGTAGACTAACCTTCGGGAGGTCGCTTACCACTTTGTGGTCAATGAC 
TGGGGTGAAGTCGTAACAAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGNCAGCCCTAACACATGCAAG 
TCGAGCGGCAGCACGGGAAGCTTGCTTCCTGGTGGCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTACCCAGTCGTGGGGGATAACCTGAGGAAACTCAGG 
CTAATACCGCATACGTCCTACGGGAGAAAGCGGGGGCTCTTCGGACCTCGCGCGATTGGATGAGCCTATGTCGGATTAGCTGGTTGGTAAGGTAACGGCTTACCA 
AGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGG 
CGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAAAGCGTGCCGGCCAATACCCGGTACGGACGAC 
ATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGG 
CGTGTCACGCCGGGTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACGGGCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTG 
AAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGCCTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGTCCCTTGAGGACTTAGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGG 
TTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTGCGAACCC 
GGAAGAGATTCCGGGGTGCCTTCGGGAGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACC 
CTTGTCCCTAGTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGT 
AGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCGAAAGCGCGAGCTGAAGCTAATCCCGAAAAGCCGACCTCAGTCCGGATCGGAGTCTGCAACTCG 
ACTCCGTGAAGTCGGAATCGCTAGTAATCGTGCATCAGAATGGCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCA 
CCAGAAGTGGTTAGCCTAACTTCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGNCAGGCCTAACACATGC 
AAGTCGAGCGGAAACGATCCTAGCTTGCTAGGAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACTTGAGGAAACTC 
AAGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGCTCTTCGGACCTTGCGCTATCGGATGAGCTTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCA 
CCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGRACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACWAT 
GGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAATGCTTGTCGGTTAATACCCGGCAAGGGA 
GACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGG 
CGGCTTGGTAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCG 
GTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGGTCCTCGAGACCTTTGTGGCGCAGTTAACGCACTAAGTCGACCGCCTGGGGAGTACGGCCGCA 
AGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCGTGCGAA 
CNAGCCAGAGATANCTNGGTGCCTTCGGGAGCGCACAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCA 
ACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACG 
GGTAGGGCTACACACGTGCTACAATGGCCGGTACAATGGGTTGCAAAGCGGCGACGTGGAGCTAATCTCATAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAAC 
TCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGCATCAGAATGGCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACT 
GCACCAGAAGTGGTTAGCCTAACTTCGGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGCGANAGGGATTCGTCCTGAGTAGAGTGGCGGACGGGTGAGTA 
ACGCGTGGGAATCTGCCCTACAGTGGGGGACAACCCGGGGAAACCCGGGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCTTTCGGGCTCTCGCTGAAGGA 
TGAGCTCACGTCCGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTT 
TCAGTGGGGAAGAAAAGGCGGGTGTTAATACCACCGGCACTTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGT 
GCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTAGTCAGTCAGATGTGAAAGCCCTGGGCTCAACCTGGGAACGGCATTTGATACTGCTA 
GGCTTGAGTCTGGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACATCGGTGGCGAAGGCGACCCCCTGGACCAAGACTGA 
CGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTAGCCGTTGGGCTCATATAAGAGTTTAGTGGC 
GCAGCTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GATGCAACGCGAAGAACCTTACCAGCCCTTGACATCCCAAGAATCCTGCGGAGACGCGGGAGTGCCCTCGGGAGCTTGGAGACAGGTGCTGCATGGCTGTCGTCA 


GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGGTTCGGCCGGGAACTCTAAGGAGACTGCCGGTGATAAAC 
CGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAAGTCGCGAGATGGAGC 
CAATCCCAGAAAACCGGTCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGAGCGTTTACCACGGTGTGATCAATGACTGG 
GGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGCCTAAGACATGCAAGTCGAACGGGCCGGTTTCGGCCGGCCAGTGGCGG 
ACGGGTGAGTAACACGTGGGAGACGTGCCCTCGAGCGGGGGAAAACCGGGGGAAACCCCAGCTAATCCCCCATGTGGACGGCACCTTGCTCGAGCTCTAAAGCCT 
CGGCGCTTGGGGATCGCCCCGCGGCGCATCAGGTAGTTGGTGGGGTAAGGGCCCACCAAGCCGACGACGCGTAGCTGGTCTGAGAGGACGACCAGCCACAGGAGC 
ACTGAGACACGGGCTCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCGATACCGCTTGAAGGACGAAGCCCCTCGGG 
GTGTAAACTTCTGAACTCGGGACGATGGTGACGGTACCGAGGTAATAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTACCCG 
GATTTACTGGGCGTAAAGGGCGTGTAGGCGGTCCCTCAAGTCCGATGCTAAAGACCGGGGCTCAACCCCGGGGGTGCGTTGGATACTGTCGGGCTAGACGGTCGG 
AGGGGGCAGCGGAATTTCCGGAGTAGCGGTGAAATGCGCAGATACCGGAAGGAACGCCGATAGCGAAGGCAGCTGCCTGGACGACTTGTGACGCTGAGGCGCGAA 
AGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGAGTGCTGGGTGTCCGGCTCCTGCCGGGTGCCGTAGCTAACGCGTTAAGCAC 
TCCGCCTGGGAAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCGACGCGAAGAACCTT 
ACCAGGCCTTGACATCCCCGCGAACCCCGCGAAAGGGGGGGGTGCCCGCAAGGGAGCGCGGAGACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCCCAGTTGCCAGCAGTCCGGCTGGGCACTCTGGTGAGACCGCCCGCGAAAGCGGGAGGAAGGCGGGGATGA 
CGTCTGGTCCGCATGGCCCTTACGGCCTGGGCGACACACGTGCTACAATGGCTGCGACAGAGCGCCGCCACCCCGCGAGGGGGAGCCAATCGCGCAAACGCAGCC 
CCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 
GCCCGTCAAGCCATGGAAGTGGGTTCTGCCTGAAGTCGCCGGTAGCCTTGGGCAGGCGCCGAGGGCCGGGCTCATGACTGGGGCTAAGTCGTAACAAGGTAGCTG 
TACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGACAGAATGCTTAACACATGCAAGTCGACTGGAATTCACCTTCGGG 
TGATAGTACGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTCTAGACTGGGACAACTGTTGGAAACGACAGCTAATACCGGATATTATGAGATTCTCG 
CATGAGGAACTTATGAAAGGCTATATGCGCTAGAGGAGAGCTTTGCGTGCCATTAGGTAGTTGGTAGGGTAATGGCCTACCAAGCCGACGATGGCTAGCCGGCCT 
GAGAGGGTGATCGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTC 
TGTGTGCACGATGAAGGTTTTCGGATCGTAAAGTGCTTTCAGGTGGGAAGAAAAAAATGACGGTACCACCAGAAGAAGCGACGGCTAAATACGTGCCAGCAGCCG 
CGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGTCTAGGCGGCCTTTTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTG 
CGTTGGAAACTGGAAGGCTAGAGTATCAGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATTGGGAAGCCAGCTCA 
CTGGATGAATACTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGATCACTAAGTGTGGGGGGTCGA 
ACCTCCGTGCTCAAGCTAACGCGATAAGTGATCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCCCTTGACATCCTCAGAACTTAGCAGAGATGCTTTGGTGCCACTTCGGTGGAACTGAGTGACAGGTGGT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCGTATGTTACCATCATTAAGTTGGGGACTCATGCGATAC 
TGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGGGCTGGGCTACACACGTGCTACAATGGGCGATACAGAGAGTCGCAATA 
CCGCGAGGTGGAGCTAATCTCAGAAAGTCGTTCTTAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTC 
GCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAACCCTTCGGGGAGGGATGTTCCTAAG 
GTGTGATTAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGAACGCTAGCTACAGGCTTAACACATGCAAGTCGAGGGGCAT 
CAGTTTGTTTGCTTGCAAACAAACGCTGGCGACCGGCGCACGGGTGAGTAACACGTATCCAACCTACCTCATACTCGGGGATAGCCTTTCGAAAGAAAGATTAAT 
ATCCGATAGCATATATTTCCCGCATGGGTNNNATATTAAAGAAATTCGGTATGAGATGGGGATGCGTTCCATTAGTTTGTTGGGGGGGTAACGGCCCACCAAGAC 
TACGATGGATAGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAAC TGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCG 
AGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTGGTCCACGTGTGGACTTTTGTATGTACCATA 
TGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGATTGTTAAG 
TCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCAGTCTTGAGTGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTA 
GATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCA 
CACAGTAAACGATGAATACTCGCTGTTTGCGATATACAGTAAGCGGCCAAGCGAAAGCATTAAGTATTCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAA 
GGAATTGACGGGGGCCNGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTAAATTGCAAATGAATTATGGGGAAACCC 
ATACGCCGCAAGGCATNTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCTTATCTTCAGTTAC 
TAACAGGTCATGCTGAGGACTCTGGAGAGACTGCCGTCGTAAGATGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCTACACACGT 
GTTACAATGGGGGGTACAGAAGGCAGCTACCTGGTGACAGGATGCCAATCCCAAAAACCTCTCTCAGTTCGGATCGAAGTCTGCAACCCGACTTCGTGAAGCTGG 
ATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGGGGTACCTGAAGTACGTAA 
CCGCAAGGAGNGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCTGCGTGCTTAACACATGCA 
AGTCGAACGCTGAAGCCAGAAGCTTGCTTCTGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGATTTCGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGGATACGACCAACCCTCGCATGAGGGTTGGTGGAAAGTTTTTCGATCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCCAC 
CAAGCCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGT 
ACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTGGTCACGTCTGCTGTG 
GAAACGCAACGCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGG 
AGGAACACCGGTGGCGAAGGCGGGACTCTGGGCTGTAACTGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAA 
CGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGGACCGTTCTGGAAACAGTTCT 
TCTCTTTGGAGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCA 
GCACGTGATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACGCATGC 
TACAATGGCTGGTACAGAGAGAGGCGAACCCGTGAGGGTAAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAATTCGACTACGTGAAGTCGGA 
GTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGTC 
CCAACCCCCTTTTTGGGAGGGGGCGTCTAGGTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGANNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCAGCTTGCTGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAG 
CAACCTGCCCTTCACTTCGGGATAAGCCTTGGAAACGGGGTCTAATACCGGATAGGAGCACCTGCTGCATGGTGGGTGTTGGAAAGTTTTTCGGTGAGGGATGGG 
CTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
CAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG 
GCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCTGGTGTGAAATCCCATGGCTCAACTATGGGCTTGCATCGGGTACGGGCAGACTAGAGTGCTGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTCACTGACGCTGAGGAGCGAAAGCATGGGGA 
GCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCCAGTTCCACTGGTTCTGTGCCGTAGCTAACGCATTAAGTGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACC 
AAGGCTTGACATGTACGAGAAAGCCCCAGAGATGGGGTTCTCTTTGGACACTCGTACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAG 


TTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCAAGTCACGAAAGTTGGTAACACCCGAAGCTCACGGNCCAACCCCTTGTGGGAGGGAGTGGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGT 
AGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCTTAACACATGCAAGTCGAACGGTGATGACCAGCTTGCTGGTC 
GGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCAGACTCTGGGATAAGCCTTGGAAACGAGGTCTAATACTGGATATGAGATGCCCCTGCATGG 
GGAGTGTCTGGAAAGATTTATCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGA 
GGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGGTGTGAAAACTCAAGGCTCAACCTNGAGCTTGCATC 
GGGTACGGGCAGACTAGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGG 
GCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCAC 
GAGTTCCGTGCCGCAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGATGGTTGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCTTATGTTGCCAGCACGTTATGGTGGGGACTCATAAGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGC 
GAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCTGTCGAAGGTGGG 
ACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGAATCAGGATGAACG 
CTGACGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCTAAAGCTTGCTCTGGTGGATTAGTGNCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGACT 
CTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCCTACCGCATGGTGGGTGGTGGAAAGATTTATCGGTGGGGGATGGACTCACGGCCTATCAG 
CTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGCTCTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTCCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAA 
AGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCTCGT 
AGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTA 
GCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGA 
TACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTT 
CCAGACCGGGCTAGAGATAGTCCTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTCGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCC 
TTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTCAGAACGGATTGGGGTCT 
GCAACACGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAG 
TTGGTAACACCCGAAGCCGATGGCCTAACCACCTTGTGTGGGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACTTT 
TGTGCTTGCACAGATGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGCA 
CCGTGGACCGCATGGTTTTTGGTGGAAAGATTTTTTGGTCAGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGCCGACGACGGGTA 
GCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCA 
GCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTATCGTGAAAGTCCGAGGCTCAAC 
CTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGA 
AGGCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGT 
GGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCAGACCGCCGTGGAAACACGGTTTCCCCTTTGGGGCTGGT 
TCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAAAGGCGGGG 
ACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGTCGGTACA 
ATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCA 
GATCAGCAACGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGNCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGA 
GGGAGCCGTCGAAGGTGGGACCGGCGATTGGGAC TAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNC 
CTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGGGAGCTTGCTCCTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAA 
CCTGCCCTTAACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTATTGTGGTTTTGGATGGA 
CTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
TAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGG 
GCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACT 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGA 
GCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACC 
AAGGCTTGACATGAACCGGTAATACCTGGAGACAGGGTGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGT 
CAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCA 
GTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGG 
TAGCCGTACCGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACAC 
ATGCAAGTCGAACGATGATCCCAGCTTGCTGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGG 
GTCTAATACCGGATACGACCATCTGGCGCATGTCATGGTGGTGGAAAGCTTTTGTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCT 
ACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCCGTAAGGTGACGGTACCTGCAGAAG 
AAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGC 
TGTGAAAGACCGGGGCTCAACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGCAGGGGAGACTGGAATTCCTGGTGTAGCGGCGAAATGCGCAGATAT 
CAGGAGGAACACCCATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGC TAGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCG 
TAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGTAATACCTGGAAACAG 
GTGCCCCGCTTGTGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTT 
GCCAGCGGTTCGGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCA 
TGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTC 


GGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGT 
GGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGANCGATGATCCCAGCTTNCTGGGGGATTAGTG 
GCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAACCCTGGGAAACTGGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTG 
GAAAGCTTTTGTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGG 
CCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
CGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTTCTGTGAAAGACCGGGGCTCAACTCCGGTTCTCCAGTGGGTACGGGC 
AGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCCATGGCGAAGGCAGGTCTCTGGGCTGTAACTG 
ACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCG 
CCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAAGACCTGGAAACAGGTGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGTTCGGCCGGGGACTCATAGGAGACTGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAG 
CTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACCGGCGAT 
TGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGATGAACGCTGGCGG 
CGTGCTTAACACATGCAAGTCGAACGATGATCCCAGCTTGCTGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTCCCCTTGACTCTGGGATAAGC 
CTGGGAAACTGGGTCTAATACCGGATATGACCATCTGGCGCATGTCATGGTGGTGGAAAGCTTTTTGTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGT 
GGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGCCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGT 
ACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTT 
GTCGCGTCTTCTGTGAAAGACCGGGGCTCAACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAA 
TGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAAAGA 
CCTGGAAACAGGTGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTT 
GGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGA 
CCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACA 
CCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGAGAAAGCCTTAATCTTCGGATGG 
GCGAGTAAAGTGNCGCACGGGTGAGTAACGCGTAGGTAACCTACCCCTGTATTTGGGATNACAGTGCGAAAGTGCTGCTAATACCGGATACGACCTCAGAGCGGG 
AGCACAGAGGTNAAAGTCGGCCTCTCGAAGAAGCTGATGTACGGGGATGGGCCTGCGTCCTATCAGCTGGTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGG 
TAGCTGGTCTGAGAGGATGATCAGCCACACTGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGCCGCAANGCTGACG 
CAGCAACGCCGCGTGGGTGAAGAAGGCCTTCGGGTCGTAAAGCCCTGTCAGGTGGGAAGAAAGGCTTTAGGTCGAAGAGACTGGGGACTTGACGGTACCACCAGA 
GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCNTTATTCGGAATTACTGGGCGTAAAGCGCGTGCAGGCGGTTTGACAAGTCT 
GATGTGAAAGCCCCGGGCTTAACCTGGGAAGAGCATTGGAAACTGTTGGACTTGAGTACTGGAGAGGAAGGGGGAATTCCCGGTGTAGAGGTGAAATTCGTAGAG 
ATCGGGAGGAATACCAGTGGCGAAGGCGCCCTTCTGGACGGCTACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
TGTAAACGATGAGCACTAGGTGTAGCGGGTACTCATTCCTGCTGTGCCGTAGCTAACGCGTTAAGTGCTCCGCCTGGGGATTACGGTCGCAAGACTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCCGGACGGTCCTGGAAACAG 
GGAGTTNNNCTTCGGGGGACCGGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCTTT 
AGTTGCCATCACTTCGGGTGGGCACTCTAGAGGGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCTTTATGCCCAGGGCTACA 
CACGTACTACAATGGGCGGTACAGAGGGAAGCGATCCCGTGAGGGGGAGCCAATCCCAAAAAGCCGTTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGA 
AGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCTGCACCAGAAGTN 
CGTGGGCTAACNNTTCGGGGGGGCAGCGTACCAAGGTGTGGTCGGTGAT TGGGGTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNTGANCGCTANCGATAGNCTTAACACATNCAAGTCGAGGGGCANCATGGTCTTAGCTTGCTAAGACTGATGNCGACCGGCGNACGGGTGCGTNACGCGTATGCA 
ACTTGCCTCACAGAGGGGGATAACCCGTCGAAAGACGGACTAATACCGCGTACACTCCAGNCTGGGCATCCAGGCTAGAGGAAATGAAATTCGCTGTGAGATAGG 
CATGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGNCGACGATGGGTAGGGGAACTGAGAGGTTGAACCCCCACACTGGTACTGAGACACGGACCAG 
ACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGTCTTATGGATTGTAAACTTCTTTTG 
TAGGGGAATAAAGAATAGTACGTGTACCATAGTGAATGTACCCTACGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTT 
ATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCTGTTAAGTCAGCGGTGAAATCTAGGGGCTTAACTCCTAAATTGCCATTGATACTGGTGGGCTTGAGT 
GTAGATGAGGTAGGCGGAATGCGTGGTGTAGCGGTGGAATGCATAGATATCACGCAGAACTCCAATTGCGAAGGCAGCTTACTAAGGTACAACTGACGCTGAAGC 
ACGAAAGCGTGGGTATCANACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGATAACTGGGCGTATGCGATATACAGTATGCTCCTAAGCGAAAGCGT 
TAAGTTATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAG 
GAACCTTACCCGGGATTGAAATGTAGATGACCACCGGTGAAAGTCGNNTTCCCTTCGGGGCTTCTATGTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAG 
GTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTGTCTACGGTTGCCATCAGGTAATGCTGGGAACTCCGTAGAGACTGCCGTCGTAAGGCGTGAGGAAGGTGG 
GGATGACGTCAAATCAGCACGGCCCTTACATCCGGGGCGACACACGTGTTACAATGGTGGGGACAAAGGGCAGCTACCTGGCGACAGGATGCGAATCTCCAAACC 
CCATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCAAGCCATGGGAGTCTGGAGTACCTAAAGTCCGTACCTGCGAGGGTCGGCCTAGGGTAATACAGGTGACTGGGGCTAAGTCGTAACAAGGTAGC 
CGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGAGATGAAAG 
AGCTTGCTCTTTTATTAATTTCAGTGGCAAACGGGTGAGTAACACGTAAACAACCTGCCTTAAGGATGGGGATAACAGACGGAAACGACTGCTAATACCGAATAC 
GTTCTAAGCATCGCATGGTGCATAGAAGAAAGGGTGGCCTCTACAAGAAAGCTATCGCCTTAAGAGGGGTTTGCGACTGATTAGGTAGTTGGTGAGGTAACGGCT 
CACCAAGCCGACGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCA 
ATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGAAGAAGGTCTTCGGATTGTAAAGTTCTGTGATTCGGGACGAAAGGGTTTGTGGTGAATAATCATTGAC 
ATTGACGGTACCGAAAAAGCAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGC 
AGGCGGTTTCTTAAGTCCATCTTAAAAGCGTGGGGCTCAACCCCATGAGGGGATGGAAACTGGGAAGCTGGAGTATCGGAGAGGAAAGTGGAATTCCTAGTGTAG 
CGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTTTCTAGACGAAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTCCTGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGAAGTACGATC 
GCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGCCTTGACATTGATC 
GCAATCCATAGAAATATGGAGTTCTTCTTCGGAAGACGAGAAAACAGGTGGTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCCTATTTCCTGTTACCAGCACGTAAAGGTGGGGACTCAGGAGAGACCGCCGCGGACAACGCGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCC 
CTTATGGCTTGGGCTACACACGTACTACAATGGGTGCCAACAAAGAGAAGCGAAATCGCGAGATGGAGCGGACCTCATAAACGCACCCCCAGTTCAGATTGCAGG 


CTGCAACTCGCCTGCATGAAGTAGGAATCGCTAGTAATCGCGGGTCAGCATACCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACTATGAGA 
GTTAGAGACACCCGAAGCCGGTGAGGTAACCGCAAGGGACCAGCCGTCTAAGGTGGAGCTGATGATTGGAGTGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGGAGCCAGCTTGCTGGTTCTGGATGAGTGGCGAACGGGTG 
AGTAACACGTGAGTAACCTGCCCCCTTCTTCTGGATAACCGCATGAAAGTGTGGCTAATACGGGATATTCTGGGTCTGTCGCATGGTGGGCCTGGGAAAGGTTTG 
TTCCGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGGACGGTCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGG 
TTGTGAACCTCTTTCGCCAGTGAAGCAGGCCTGCTCCTTGTGGGTGGGTTGACGGTAGCTGGATAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTGGTCGCGTCTGTCGTGAAATCCTCTGGCTTAACTGGGGGCTTGCGGTGGG 
TACGGGCCGGCTTGAGTGCGGTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGGTCTCTGGGCC 
GCTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGGGGCCTTTTCCGGG 
TCTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
CGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTGCCGGATGGTCCTGGAGACGGGGTTTCCTCCTTTGGGGGCTGGTTCACAGGTGGTGC 
ATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCGTGTTGCCAGCACGTTGTGGTGGGGACTCGCGGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGATA 
CTGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTCCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAGCCCGTGGCCCTATGGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNATGCAAGTCGAACGGGTCTGCCTTGTTTTTTGCGGGGTGGGTTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCT 
GCCCCTCACTTCTGGATAACCGCTTGAAAGGGTGGCTAATACGGGGTGTTCTGGCTGTGCCGCATGGTGTGGCTGGGAAAGATTCACTTTTGTGGTGTTTTGGTG 
GGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTGCCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGGGCGGTCACACTGGGACTGAGAT 
ACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGGGTATTGCACAATGGGCGGAAGCCTGATGCAGCGACGTCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAAC 
CTCTTTCGCCGGTGAAGAAGGTCCTGCTCTTTGTGGTGGGGTTGACGGTAGCCGGGTTATGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGCTGGTCGCGTCTGCCGTGAAATCCTCTGGCTCAGCTGGGGGCGTGCGGTGGGTACGGG 
CTCGCTTGAGTGCGGTAGGGGAGGCTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGTTGGGCACTAGGTGTGGGGGGTCTTTCCGGGTCCTCCG 
CGCCGTAGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGNCCGCAAGGCTAAAACTCAAAGGAATTGNCGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACATGGGCCGGCTGCTCCTGGAGACGGGGGCCTCCCTTTTTGGGCTGGTTCACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTGTCCCGTGTTGCCAGCGTGTTGTGGCGGGGACTCGCGGGAGACTGCCGGGGT 
TAACTCGGAGGAGGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTTCACGCATGCTACAATGGCCGGTACAGTGGGTTGCGATGTCGTGAGGC 
GGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGCTGGAGTCGCTAGTAATCGCAGATCAGCAGTGCTGCGGTGAAT 
ACGTCCTCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGCCGGCGACACCCGAAGCCCGTGGCCCTGTGGGGAGCGGTCGAAGGTGGGGCTGGTGATTGGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCGTGCTTAACACATGCAAGTCGAACGGTGATGNCCAGCTTGCTGGTCTGATCA 
GTGGCGAACGGGTGAGTAACACGTGAGCAACCTACCCCAGACTCTGGAATAACCATGGGAAACGATGGCTAATACCGGATACGAGACACACGCGCATGTGTGGTG 
TCTGGAAAGATTTATCGGTCTGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACC 
GGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATG 
ACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACCTAAGGCTCAACCTTGGGCTTGCAGTGGGTAC 
GGGCAGACTAGAGTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCACTGGGCCGCA 
ACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTC 
CGTGCCGCAGCAAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACTTCCAGAGATGGTTGCCCCGCAAGGTCGGTGTACAGGTGGTGCATGGTTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCCATGTTGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCAGTACAAAGGGCTGCGATACCGCGAGGTG 
GAGCGAATCCCAAAAAGCTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCGGTGGCCCAACTCGTAAGAGAGGGAGCTNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGGATCTGCCGGGCTTTTGTTTGGTGGTGAGAGTGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTCTTGGGATAACGTCCAGAAATGGGTGCTAATACCGGATATTTACGCTTCATCGCATGGTGGGGTGTGG 
AAAGGTTTTTCTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACCGGCC 
ACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGG 
CCTTCGGGTTGTAAACCTCTTTCAGTAGGGACGCAGGCCTCAGTTTTTGTTGGGGTTGACTTTACTTACAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAACCCACAGCTTAACTGTGGGCTTG 
CGGTGGGTACGGGCAGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCACAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCT 
CTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGAATGTT 
TCCACGTTTTCTGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACATCCAGAGCGTGCAGAGATGTGCGTGCATTTGGTTGGGGGTGTACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGAGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTTATGGTGGGGACTCGTGAG 
AGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTAGTACAGAGGGTTGC 
GATATCGTGAGGTTGAGCTAATCCCTTAAAGCTGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCTCATGGCCTAACCGTTTGGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATTCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGATCTTTC 
GGGATTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTATCCATGGGTGGGGGACAACTCCGGGAAACTGGAGCTAATACCGCATGATACCTGAGGGTCAAAGG 
CGCAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCGATAGCTGGTTTGAGAGGATGATCAGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTT 
CGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGT 
TGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTGATGCAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGAGACGCATTGACTAGAG 
TTCGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCGATACTGACGCTGAGG 
CGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTACTCAGTGTCGAAGCTAAC 
GCGCTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACG 
CGCAGAACCTTACCAGGGCTTGCATGGGGAGGACGTACTCAGAGATGGGTATTTCTTCCGACCTCCCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCACAACCCTTGTCTTTAGTTGCCAGCACTTTCAGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTATGTGGTGACACAGTGCTGATCTCTAAA 
AGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTTCGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGACGGGTCAGCGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGC 


GGCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTTAGGTGGGG 
GACAACCATTGGAAACGATGGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTNA 
GGTAACGGCTNACCAAGGCNACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATA 
CCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAA 
AGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATT 
TCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGGAGCTGGGGTCCTTCGGACAACTTTTCCAAAGCTAACGCATTAAGTAGACCGCCTGGGG 
AGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGA 
CATACAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCA 
TGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCATATACAGAGTGCTGCGAACTAGCGATAGTAAGCGAATCACTTAAAGTATGTCGTAGTCCGGATTG 
GAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GGGAGTGGGTTGCTCCAGAAGTGGATAGCTTAACTTCGGGAGGGCGTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAAC 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAAAGTAGCTTGCTACTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTG 
AGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTA 
GTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGT 
AGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTG 
GTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGG 
GAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGTTCTGTTTTTCAAAGCTAACGCATTAAGTAGACCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCNNCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTA 
CACTTGACATACAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCA 
AGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACNTGCGAANGTAAGCGAATCACTTAAAGTGCGTCGTAGT 
CCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCTCCAGAAGTAGATAGTCTAACCCTCGGGAGGACGTTNACCACGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNTTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAATGCTT 
GGGAACGTGCCGTAAGGTGGGGGACAACCATTGGAAACGATGGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTATGATCGGCCCA 
AGTGGGATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAAG 
GAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGT 
TAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAG 
TGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATG 
TACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGGAGCTGGGGTCCTTCGGACAACTTTTCCAAAGCTAAC 
GCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGC 
GAAGAACCTTACCTACACTTGACATACAGAGAACTTACTAGAGATAGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCGATTCGGTCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGG 
TGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCAGATACAGAGTGCTGCGAACTTGCGAGAGTAAGCGAATCACTTA 
AAGTCTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGGTAGCTTAACCTTTGGGAGGGCGCTTACCANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAAAGTAGCTTGCTACTTTGCTGACGAGCGGCGGACGG 
GTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCT 
TTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAACTGAGAC 
ACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAG 
CACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGG 
AGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAAC 
TGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAAC 
ACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCNGTAAACGATGTCTACTAGAAGCTCGGAACCTCGGTTCTGTTT 
TTCAAAGCTAACGCATTAAGTAGACNGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGNGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGATA 
AACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTA 
AGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGATAGTNTAACCCTCGGGAGGNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGATAGCTTGCTATCTGCTGACGAGCGGCGGACG 
GGTGAGTAATGCTTGGGAATATGCCTTTTGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAACGTCTACGGACCAAAGTGGGGGACCTTCGGGCCT 
CACGCCAAGAGATTAGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGAA 
CTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGT 
TGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATAGCTATTAGCTGTGACGTTACTGANAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGT 
AATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCAT 
TTCGAACTGGCAGACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTG 
GGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTGGGGTCCTTCGG 
ACAACTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATG 
GCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCAGCACATAATGGTGGGAACTCTAAGGAGACTGC 
CGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAGCCTG 
CGAAGGTTAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGGTAGCTTAACCTTAGGGAGGGCGCTTACNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGANAGTAGCTTGCTACTTT 
GCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTACGGACCAAAG 
GGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCCTAGCTGGTTTGAGAGGATGATCA 


GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGA 
AGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCC 
AGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACC 
TGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAA 
GGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCT 
CGGAGCCTCGGCTCTGTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACTCTGATACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCT 
AAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTG 
CTGCGAACTCGCGAGAGTAAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCA 
GAATGANGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGATAGTCTAACCCTCGGGAGGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACAGAAAGTAGCTTGCTAC 
TTTGCTGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGGAACTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGA 
AAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGTACCTAGGTGGGATTAGCTAGTTGGTAAGGTAATAGCTTACCAAGGCGACGATCCCTAGCTGGTCTGAGA 
GGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGT 
GTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTGTAGTTTAATAAACTGCAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAA 
CTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCAAGATGTGAAAGCCCCG 
GGCTCAACCTGGGAATTGCATTNNGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACC 
GGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTA 
CTCGNANTTTGGTGTCTTNNNCACTGGGTTCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAACTCGCTAGAGATAGCTTGGTGCCTTCGGGAA 
CTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGG 
TGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTCG 
GTACAGAGGGTCGCAAAGCCGCGAGGTCTAGCTAATCCCACAAAGCCGGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAA 
TCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACNTCGGGG 
AGGGCGTTTACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAA 
GGCCCCCACTTTTTTGGTGGGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCTTGGGAAACTGGGTCTAATAC 
CGGATAGGACCATGGTTTAGTGTCTCATGGTGGAAAGATTATTGTTNTGGTGCAGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGG 
CGTCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCNNNNNNNNNCTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGTTAGGGACGAAGCNNNNNNNNTGGGTGTGGTGACGGTACCTTTGT 
TAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGNGCTCGTAGGTGGTTTGTTGCGT 
CGTCTGTGAAATTCCGGNGCTTAACTTCGGGGTGGCAGGCGATACGGGCATAACTAGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCA 
GATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCA 
TGCTGTAAACGGTGGGCGTTAGGTGTGGGGACCGGTTTGGTTTCNGTGCCGTAGCTAACGCATTAAGCGCCCNGCCTGGGGAGTACGGCCGCAAGGCTAAAACTC 
AAAGGAATTGACGGGGGCCNGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACTCGAAGAACCTTACCTGGGNTTGACATGCACCAGACGGTCGTAGAGA 
TACGTACCTCCCTTGTGGTTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTAT 
GTTGCCAGCACTTTGGGTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGCCCAGGGCTTCAC 
ACATGCTACAATGGTTAGTACAAAGCGCTGCNAACCTGTGAGGGTGAGCGAATCGCTGAAAGCTAATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAA 
GTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGC 
GTGCTTAACACATGCAAGTCGAACGGTAAGGCTCCAGCTTGCTGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTGCACTTCGGGATA 
AGCCTGGGAAACTGGGTCTAATACCGGATAGGACCATGGTGTGGATGCTGTGGTGGAAAGTTTTTTCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTG 
GGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCACCATCGACGAAGGGTTTCTGACGGTA 
GATGGAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTG 
TCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTACTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAA 
TGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCATGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCNGCCTGGGGAGTACGGCCGCAAGGC 
TAAAACTCAAAGGAATTGACGGGGGCCNGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACAGGATCGC 
GCCAGAGATGGTGTTTCCCTTGTGGCTTGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTCTTATGTTGCCAGCACGTTGTGGTGGGGACTCGTAAGAAACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGTCGGTACAGTGGGTTGCCAGTCCGTGAGGGCGAGCTAATCCCGTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGAC 
CCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACAC 
CCGAACGCAGTGGCCTAAACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCGTGCTTAACACATGCAAGT 
CGAACGGTAAGGCCCCAGCTTGCTGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCCGCACTTCGGGATAAGCCTGGGAAACTGGGTCT 
AATACCGGATAGGACCGCACCGTGAGGGTGTGGTGGAAAGTTTTTCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCG 
GCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAA 
GCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCACCATCGACGAAGGTTTTCTGACGGTAGATGGAGAAGAAGCACCGGCT 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCC 
GGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTACTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAC 
ACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGGTGG 
GCGCTAGGTGTAGGGGTCTTCCACGACTTCTGTGCCGTAGCTAACGCATTAAGCGCCCNGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGG 
GGGCCNGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATATACGGGACCGGGCCAGAGATGGTCCTTCCCTTG 
TGGCTCGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTAA 
TGGTGGGGACTCGTGAGAAACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
TCGGTACAGTGGGTTGCGATGCCGTGAGGTGGAGCTAATCCCTGAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCGTGCTTAACACATGCAA 
GTCGAACGGAAAGGCCTGCTTGCAGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCTTGGGAAACTGGGTCTA 
ATACCGGATATTCAACTTTGTGTTGGAAAGCCTTTGGGCGGTATGGGATGAGCTTGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCC TACCAAGGCGTCGACGG 
GTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGAT 
GCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTCGCTAGGGACGAAGCTTTTGTGACGGTACCTAGATAAGAAGCACCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTCGTCTGTGGAAGTCCGGGGCTT 
AACTTCGGGAGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATG 
GCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGGTGGGCGCTAG 


GTGTAGGGGACTTCCACGTTTTCTGTGCCGTAGCTAACGCATTAAGCGCCCNGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCNG 
CACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGATCGGGCTAGAGATAGTCTTTCCCTTGTGGCTGG 
TGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTTGTGGTGGG 
GACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTTGGTAC 
AGCGCGCAGCGAGATCGTGAGGTTGAGCTAATCGCACAAAGCCAGCCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGC 
AGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAACGCAGTGGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCTCCCGCTTGCGGGGGTACTCGAGTGGCGAACGGGTG 
AGTAACACGTGGGTGATCTGCCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACTGGATAGGACTGCTGGTTGGTGCTGGTGGTGGAAAGCTTTTGCG 
GTATGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGTACGGCCACATTGGGACTGA 
GATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTA 
AACTCCTTTCGCCAGGGACGAAGCGTTTTGTGACGGTACCTGGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGT 
CCGGAATTACTGGGCGTAAAGAGCTCTCGTAGGTGGTTTGTCGCGTCGTTTGTGTAAGTCCATGGCTTAACTGTGGGACTGCAGGCGATACGGGCATAACTTGAG 
TGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTAACTGACGCTGAGG 
AGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGNCCATCCCGTAAACGGTGGGCGCTAGGTGTGAGCCTCTTCCACGGGGTTCGTGCCGTAGCTAA 
CGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAAC 
GCGAAGAACCTTACCTGGGCTTGACATGCACTGGATCGGGCCAGAGATGGTCTTTCCCTTTGTGGCTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCNTGTCTTATGTTNCCAGCATTTGGTTGGGGACTCATGAGAGACTGCCGGGGTTAACTCGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCGGTACAGCGCGTGTGCGATACTGTGAGGTGGAGCTAATCGCTA 
GAAAGCCGGTCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGATGAAGGTAGCTTGCTACT 
GGATTCAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACGTTCCGAAAGGNNCGCTAATACCGCATACGTCCTACGGGAGAAAGC 
AGGGGACCTTNGGGCCTTGCGCTAATAGATGAGCCTAAGTCGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGAT 
GATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTGT 
GAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTACCTAGATTAATACTTTAGGATAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTC 
TGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCCAATTAAGTCAAATGTGAAATCCCCGAGC 
TTAACTTGGGAATTGCATTCGATACTGGTTGGCTAGAGTATGGGAGAGGATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGAT 
GGCGAAGGCAGCCATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGTCTACTA 
GCCGTTGGGGCCCTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATACAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACT 
CTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTATTTGCCAGCACTTCGGTTGG 
GAACTTTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGTCGGTA 
CAAAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAGGTAGTCTAACCGCAAGGAGG 
ACGCTTACCACGGTGTGGCCGATGACTGGGGTGAAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCAGGCTT 
AACACATGCAAGTCGAGCGGGGAAATGTAGCTTGCTACCTAACCTAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACATCTCGA 
AAGGGATGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCGCTAATAGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAG 
GCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTACCGAGATTAATACTCTTGG 
ATAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGTAAAGCGCG 
CGTAGGTGGCCAATTAAGTCAAATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTGGTTGGCTAGAGTATGGGAGAGGATGGTAGAATTCCAGGT 
GTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTGGCCTAATACTGACACTGAGGTGCGAAAGCATGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACG 
GTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATAG 
TAAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTTACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTTTTCCTTATTTGCCAGCGGGTTAAGCCGGGAACTTTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGC 
CCTTACGACCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACCTCGCGAGAGGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATTGGAGT 
CTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGA 
GTTTGTTGCACCAGAAGTAGGTAGTCTAACCGNAAGGAGGACGCTTACCACGGTGTGGCCGATGACTGGGGTGAAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAGATGAGGTGCTTGCACCTTATCTTAGCGGCGGACGGGTGAGTAA 
TGCTTAGGAATCTGCCTATTAGTGGGGGACAACATTCCGAAAGGAATGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTAAT 
AGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTATGGTTGTAAAGCA 
CTTTAAGCGAGGAGGAGGCTACTGAGACTAATACTCTTGGATAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGA 
GGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTTTTTAAGTCGGATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACT 
GGGAAGCTAGAGTATGGGAGAGGATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTGGCCTAATA 
CTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGT 
GGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATACTAGAAACTTTCCAGAGATGGATTGGTGCCTTCGGGAATCTAGATACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTACTTGCCAGCATTTCGGATGGGAACTTTAAGGATACTGCCAGTGACA 
AACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACACAGCGATGTGA 
TGCTAATCTCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAGGTAGTCTAACCGCAAGGAGGACGCTTACCACGGTGTGGCCGATGAC 
TGGGGTGAAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGGAAGG 
GTAGCTTGCTACCTAACCTAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGGGGACAACATTCCGAAAGGAATGCTAATACCGCATACGTCC 
TACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTAATAGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCG 
GGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCTGATCCAGCC 
ATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTACTCTAGTTAATACCTAGAGATAGTGGACGTTACTCGCAGAATAAG 
CACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCTGATTAAGTCGGATGT 
GAAATCCCTGAGCTTAACTTAGGAATTGCATTCGATACTGGTCAGCTAGAGTATGGGAGAGGATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTG 
GAGGAATACCGATGGCGAAGGCAGCCATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTNNTAGTCCATGCCGTAA 
ACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATAGTAAGAACTTTCCAGAGATGGATTGGT 
GCCTTCGGGAACTTACATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTTTCCTTATTTGCCA 


GCGGGTTAAGCCGGGAACTTTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGC 
TACAATGGTCGGTACAAAGGGTTGCTACCTAGCGATAGGATGCTAATCTCAAAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGA 
ATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGTAGGTAGTC 
TAACCGTAAGGAGGACGCTTACCACGGTGTGGCCGATGACTGGGGTGAAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACG 
CTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGGGAAGGTAGCTTGCTACCGGACCTAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGGG 
GGACAACATCTCGAAAGGGATGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTAATAGATGAGCCTAAGTCGGATTAGCTAG 
TTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTATGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTACTTTA 
GTTAATACCTAGAGATAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACT 
GGGCGTAAAGCGTGCGTAGGCGGCTTATTAAGTCGGATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTGGTGAGCTAGAGTATGGGAGAGGATG 
GTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTGGCCTAATACTGACGCTGAGGTACGAAAGCATGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTAGACC 
GCCTGGGGAGTACGGTCGCAAGACTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACC 
TGGCCTTGACATACTAGAAACTTTCCAGAGATGGATTGGTGCCTTCGGGAATCTAGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTTTCCTTACTTGCCAGCATTTCGGATGGGAACTTTAAGGATACTGCCAGTGACAAACTGGAGGAAGGCGGGGACGACGTC 
AAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCTACACAGCGATGTGATGCTAATCTCAAAAAGCCGATCGTAG 
TCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTTTGTTGCACCAGAAGTAGCTAGCCTAACTGCAAAGAGGGCGGTTACCACGGTGTGGCCGATGACTGGGGTGAAGTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGATTTTGTTTCGGCA 
GAATCCTAGTGGCGAACGGGTGAGTAACGCGTAGGCAACCTGCCCCCCGGATTGGGACAACACCCCGAAAGGGGTGCTAATACCGGATACGAAGATAGCACCGCA 
TGGTGTTATTTTGAAAGATGGCCTCTATTTATAAGCTATCGCCGGGGGATGGGCCTGCGTCCGATTAGCTGGTTGGTGGGGTAACGGCCTACCAAGGCGACGATC 
GGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGA 
CGGAGCAACGCCGCGTGGGTGAGGAAGTTCTTCGGAACGTAAAGCCCTGTTGTACATGACGAACGTGCTTTCTATCAACAACGGGAAGCAATGACGGTAGTGTAC 
GAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCATGTAGGCGGCGCCTTAAGT 
CTGTCGTGAAACTGCGGGGCCTAACCCCGTATGGCGATGGAAACTGGGGCACTTGAGTGCAGGAGAGGAAAGGGGAACTCCCAGTGTAGCGGTGAAATGCGTAGA 
TATTGGGAAGAACACCGGTGGCGAAGGCGCCTTTCTGGACTGTGTCTGACGCTGAGATGCGAAAGCCAGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCTGG 
CCGTAAACGATGGGTACTAGGTGTGGGAGGTATCGACCCCTTCCGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGGCTTGACATCGATTGAAGGNGTAGAGATAC 
NCCCCTCTCTTCGGAGACATGAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCCATG 
TTACCATCATTAAGTTGGGGACTCATGGGAGACTGCCAGGGACAACCTGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTACACAC 
GTACTACAATGGCCGGCAACAGAGGGAAGCGAAGCCGCGAGGCGGAGCGAACCCCATAAACCCGGTCCCAGTTCGGATCGCAGGCTGCAACCCGCCTGCGTGAAG 
TCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTGGTAACACCCGAAGCCGG 
TGGGGTAACCGCAAGGAGCCAGCCGTCTNNGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGCCATCTGGAACAAGTTTTCGGACAAGGGAAAGATGTGCTTAGTGGC 
GGACGGGTGAGTAACGCGTGAGTAACCTGCCTTGGAGTGGGGAATAACACATCGAAAGGTGTGCTAATACCGCATGATGCAACGGGATCGCATGGTTCTGTTGCC 
AAAGATTTATCGCTCTGAGATGGACTCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCCGGACTGAGAGGTTGACCGGCCA 
CATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC 
CCTCGGGTTGTAAACTTCTTTTATTCGAGACGAAACAAATGACGGTACCGAATGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAAGTCAGATGTGAAATTCCAGGGCTCAACTCTGGACCTGCATTTGAAACTGTAGTT 
CTTGAGTGATGGAGAGGCAGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAACTGACG 
CTGAGGCGCGAAAGCGTGGGGAGCANACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTGGGGGGACTGACCCCTTCCGTGCCGCA 
GTTAACACAATAAGTATCCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACCGGTCTAGAGATAGGCCCTCCCTCGGGGCAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACGCAAGAGCACTCTAGCGAGACTGCCGTTGACAAAACGGAGGAAGG 
TGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGCGCTTAACAGAGGGAGGCAATACCGCGAGGTGGAGCAAACCCCTA 
AAAGGCGTCCCAGTTCGGATTGCAGGCTGAAACCCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTG 
TACACACCGCCCGTCACACCATGAGAGTCGGGAACACCCGAAGTCCGTAGCCTAACAGCAATGAGGGCGCGGCCGAAGGTGGGTTCGATAATTGGGGTGAAGTCG 
TAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACG 
CTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGA 
CAAGCCCTGGAAACGGGGTCTAATACCGGATACCACTCCTGTCTGCATGGGCAGGGGTTGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTT 
GGTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGAC 
GGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
CTTGTCACGTCGGATGTGAAAGCCCGAGGCTTAACCTCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTG 
AAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAA 
AGCATTAGAGATAGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCCTGTGTTGCCAGCATGCCTTCGGGGTGATGGGGACTCACAGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCT 
TATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTG 
CAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGT 
CGGTAACACCCGAAGCCGGTGGCCCAACCCGTAAGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTG 
CGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCG 
TGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTG 
GAAACGGGGTCTAATACCGGATACTGACCATCTTGGGCATCCAAGGTGTTCGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGT 
AATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTG 
CAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGC 
GTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGC 
AGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAACCCTGG 
AGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCC 


GTGTTGCCAGCAAGCCTTCGGGGTGTTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTT 
GGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGA 
CCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACA 
CCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGG 
ATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGTGGCGTGCTTAACACATGCAAGTCGCGCGGGGAAAACCCC 
TTCGGGGGGAGTACCAGNGGCGCACGGGTGAGTAACACGTGGGTAACCTACCCCTCAGTGGGGGATAACCGGGGGAAACTCCGGTTAATACCCCATATTATCCGG 
TGACGACAGTTGTTGGATGAAAGGAGTGTTTGCTTCGCTGAGGGATGGGCCCGCGGCCCATCAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTA 
GCCGACCTGAGAGGGTGACCGGCCACAAGGGCACTGAGACACGGACCCTACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCA 
GCGACGCCGCGTGAGGGACGAAGCCCTTCGGGGTGTAAACCTCTGTTGTGAGGGACGAATAAGATCTGGAGGAAATGCCAGATCGATGACGGTACCTCACGAGAA 
AGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTACCCGGATTCACTGGGCGTAAAGGGGGCGCAGGCGATCCAGTATGTCGGGT 
GTGAAATCCCACAGCTCAACTGTGGAATTGCGCCCGAAACTACTGGGTTTGGGGCTGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCCGTAGATATC 
AGCAGGAACGCCGGTGGGGAAGCCGGTCTCCTGGGCCAAGCCCGACGCTGAGGCCCGAAAGC TAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGT 
AAACGATGCCCACTAGGTGTGGGGGAGTCAATCCTCCGTTCTGTAGCTAACGCGTTAAGTTGGCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAAT 
TGGCGGGACCCCGCACAAGCGGTGGAGCGTGTGGTTTAATTGGATGCTAAGCCAAGAACCTTACCAGGGCTTGACATGCAGGTGGTACCAACCCGAAAGGGAAGG 
GACCCTTTCCTTTTGGAAAGGGAGCCTGCACAGGTGGTGCACGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCC 
CTTAGTTGCCAGCGGTTCGGCCGGGCACTCTAAGGGGACCGCCGCCGACGANCCGGAGGAAGGAGGGGACGACGTCAGGTACTCGTGCCCTTTATGCCCTGGGCT 
ACACACGCGCTACAATGGGTGGTACAGTGGGTCGCGACCTCGCGAGAGGGAGCCAATCCCCAAAACCATCCTCAGTTCAGATCGCAGGCTGCAACCCGCCTGCGT 
GAAACCGGAATCGCTAATAATCGCGGATCAACCATGCCGCGGTGATTACGTCCCCGGGGTTTGCACACACCGCCCGTCAAACCACCCGAGTCGGGGGCACCTGAA 
GACGCCTATCCTAACCCGAAAGGGAGGNGAGGTGTTGAAGGTGAATCTGGCGAGGGGGGCTAAGTCGTAACAAGGTAGCCGTACTGGAAGGTGCGGCTGGATCAC 
CTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCG 
AACGATGAAGCTCCAGCTTGCTGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTTGGAAACGGGGTCTAA 
TACCGGATAGGAGCATTCACCGCATGGTGGGTGTTGGAAAGAATTTCGGTCTTGGATGGACTCGCGGCCCATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGC 
GACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGC 
TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTC 
CGGGGCTTAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAAC 
ACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTTG 
GCACTAGGTGTGGGGGCCATTCCACGGTTTCCGCGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCTCGTTCGCCGTAGAGATACGGTTTCCCCT 
TTGGGGCGGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCTATGTTGCCAGCACG 
TGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAA 
TGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGC 
TAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAAC 
CCTTGTGGAAGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTGGTGCTTGCACCGGGTGGATGAGTGGCGAACGGGTGAGTA 
ATACGTGAGTGACCTGCCTTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATGCGACTACTGCCCGCATGGGCTGGTGGAAAGGGTTATGTACTG 
GTCTTAGATGGGCTCACGGCCTATCAGCTGGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTCAGGGATGACGGCCTTCGGGTTGTA 
AACCTCTTTCAGCAGGGAAGAAGCGGAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTC 
CGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTGTGCAGTGGGTACGGGCAGGCTAGAGTGCA 
GTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCTGTTACTGACGCTGAGGAGCG 
AAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGC 
ATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCG 
AAGAACCTTACCAAGGCTTGACATACACCGGATCGTTCCAGAGATGGTTCTTCCCTTTTGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAA 
AGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCCTTGTGGAGGGGTTGTGCAAGGTGGGACTGGCGATTGGGACTAAGTCG 
TAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGT 
CGAACGATGAACCTCACTTGTGGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATA 
CTGGATACGACCTTCTGGCGCATGCCATGTTGGTGGAAAGCTTTTGTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGC 
GACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCA 
AGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCCTGTCTTTTGGGTGGGTGACGGTACCTGCAGAA 
GAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTG 
CCGTGAAAGTCCGGGGCTTAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATA 
TCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCC 
GTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAA 
AGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGAATGATGCAGAGATG 
TGTCAGCCACTTGTGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGT 
TGCCAGCGGGTTATGCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACG 
CATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAG 
TTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCG 
GTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGAC TAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCGGGTGCTTGCACCTGGCGGATTAGTGGCG 
AACGGGTGAGTATCACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCAGTCCTCGCATGGGGTGCTGGTGGA 
AAGATTTTATCGGTCTTGGATGGACTCGCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGACGGC 
CTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCTTTTTGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
CGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGCTCGCAGGCGGTTTGCCACGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTGTGCAGTGGGTACGGGT 
AGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTTACTG 
ACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGCG 
CCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGATCGCTGCAGAGATGTAGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTC 


AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGTGGGTTGCGATACTGTGAGGTGGA 
GCTAATCCCTAAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCTCACGGCCCAACCCCTTGGTGGAGGGGTTGTCGAAGGTGGGACNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAG 
CCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGA 
CCATGGGACGCATGTCTTGTGGTGGAAAGATTTATCGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTA 
GCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCA 
GCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGAGGCTCAAC 
CTCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGA 
AGGCAGGTCTCTGGGCATTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGT 
GGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCCAGACCGCCTCAGAGATGGGGTTTCCCTTCGGGGCTGGTT 
CACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGA 
CTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAA 
TGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAG 
ATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCACCTTGTGTGG 
GGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTG 
GCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCCAGCTTGCTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTG 
CCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTTGTGGTTTTGGATGGACTCGCG 
GCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAANCCTCTTTCAGTAGGG 
AAGAAGCGTAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTA 
AAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGACCGGGGCTCAACTCCGGTTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAAT 
TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGC 
TTGACATGAACCGGAAAGACCTGGAAACAGGTGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGGTTCGGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCA 
TCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAG 
TCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTCGTAACAAGNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCCCA 
GCTTGCTGGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTCC 
TCATCGCATGGTGGGGGGTGGAAAGCTTTTGTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT TGCACAATGGGCGCAAGCCTGATGCAGCGA 
CGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGGGGCTCAACTCCG 
GATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGC 
AGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGG 
GACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACCGCCGCAGAAATGTGGTTTCCCCTTTGGGGCCGGTTCAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACTC 
ATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGG 
GTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGA 
GCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTC 
AGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGGGGAGCTTGCTCCTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCC 
CTTAACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTCCTCATCGCATGGTGGGGGGTGGAAAGCTTTATTGTGTTTTGGATGGACTCGCGG 
CCTATCAGCTTGTTGGTGAGGTAATGGCTTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAA 
GAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAA 
GAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACA 
GGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTT 
GACATGAACCGGTAATACCTGGAGACAGGTGCCCCGCTTGCGGTCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCAT 
CATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGAT 
TGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGT 
CACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCCC 
AGCTTGCTGGGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTC 
CTCATCGCATGGTGGGGGGTGGAAAGCTTTTGTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCG 
ACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGGGGCTCAACTCC 
GGATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGG 
CAGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGG 
GGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACCGCCGCAGAAATGTGGTTTCCCCTTTGGGGCCGGTTCA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACT 


CATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAG 
GGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGG 
AGCTGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCT 
CAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTG 
CCCCCGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCTCGCACCGCATGGTGCGGGGTGGAAAGATTTATCGGTGGGGGATGGACTCGCG 
GCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGA 
AGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGATTTATTGGGCGTAA 
AGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGAGGCTCAACCTCGGATCTGCGGTGGGTACGGNCAGACTAGAGTGATGTAGGGGAGACTGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAAC 
AGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCT 
TGACATGTGCCAGACCGCTCCAGAGATGGGGTTTCCCTTCGGGGCTGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGATACTGTGAGGTGGAGCTAATCCCTAAAAGCCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAG 
TCACGAAAGTTGGTAACACCCGAAGCCGATGGCCTAACCACTTGTGTGGGGGAGTCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGACGAACNCTGNCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCGG 
TGCTTGCACCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATACGACCT 
GTCACCGCATGGTGGTGGGTGGAAAGATTTTTTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCC 
GGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCG 
ACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGGGGCTCAACCCC 
GGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGG 
CAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGG 
GGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACCGCCGCAGAAATGCGGTTTCCCTTCGGGGCTGGTTTAC 
AGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTC 
ATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGG 
GTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGA 
GCCGTCGAAGGTGGGACCGGCGATTGGGAC TAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTC 
AGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACTTTTGTGCTTGCACAAAATGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCT 
GCCCTTAACTTCGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATACGACGGACCACCGCATGGCGGTCCGTGGAAAGCTTGATGCGGTTTTGGATGGACTCG 
CGGCCTATCAGCTAGTTGGTTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGACGAAGGCCTTCGGGTTGTAAACCTCTTTCAGCAG 
GGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCG 
TAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGA 
ATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAG 
GCTTGACATGAACCGGAAAGGCCTGGAAACAGGTCCCCCACTTGTGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAA 
TCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTC 
GGATTGAGGTCTGCAACTCGACCTCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
AAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGACCGGCGATTGGGACTAAGTGTAACAAGNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATCCGGT 
GCTTGCACCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTCC 
TCATCGCATGGTGGGGGGTGGAAAGCTTTTGTGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGA 
CGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGGGGCTCAACTCCG 
GATCTGCGGTGGGTACGGGCAGACTAGAGTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGC 
AGGTCTCTGGGCATTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGG 
GACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGGACCGGACCGCCGCAGAAATGTGGTTTCTCCTTTTGGGGCCGGTTCA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTAATGGCGGGGACT 
CATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAG 
GGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGG 
AGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAAC 
GCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGG 
ATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTCGGCTGCATGGCTGAGGGTGGAAAGGTTTACTGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGT 
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAAAGTGA 
CGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCG 
GTTTGTCGCGTCGTCTGTGAAAACTCANAGCTCAACCTCGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGTTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCA 
AGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGA 
AAGCCGTAGAGATACCGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGACTCGTAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGT 


CCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACT 
CGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTA 
ACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCA 
GCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCTC 
GGGATGCATGTTCCGGGGTGGAAAGGTTTTCCGGTGCAGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGA 
CGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTACCGACGAAGCGCAAGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACCCGCAGCTCAACTGCG 
GGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC 
GGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGT 
TTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGACCGCCCCAGAGATGGGGTTTCCCTTGTGGTCGGTGTACAG 
GTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCACGTAATGGTGGGGACTCGC 
AGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGC 
TGCGATACCGCGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAG 
CAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTCGTGGGAGGGAGC 
CGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
CTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCTTTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGC 
CCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCCTATCGCATGGTGGGTGGTGGAAAGATTTATCGGTGCAGGATGGGCCCGCGG 
CCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGACGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAC 
GAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAA 
GAGTTCGTAGGCGGTTTGTCACGTCTTTTGTGAAAACTCACAGCTCAACTGTGAGCCTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAACGAAAGCGTGGGTAGCGAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGAATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGG 
GAGTACGGCCGCAAGGCTAAAACTCAAAGGAAT TGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTT 
GACATATACCGGAAAGCCGTAGAGATACGGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTATCTTATGTTGCCAGCACGTTATGGTGGGGACTCGTAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCAGTACAGAGGGCTGCGAGACCGTGAGGTGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATC 
GGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTC 
ATGAAAGTCGGTAACACCCGAAGCCGGTGGCTTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTAC 
CGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGG 
TAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATACG 
ACCTTCGNCTGCATGACTGGGGGTGGAAAGGTTTACTGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGT 
AGCCGACCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGC 
AGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTGAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTTTGTCGCGTCGTTTGTGAAAACTCACAGCTCAA 
CTGTGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCG 
AAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTG 
TGGGTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATATACCGGAAAGCTGCAGAGATGTGGCCCCCCTTGTGGTCGGTAT 
ACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTATGTTGCCAGCACGTAATGGTGGGGAC 
TCGTAAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGA 
GGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGA 
TCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGG 
GAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNGATCCTGGCTCAGGACGAACGCTGACGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTGGCTTTGTGTTGGGTGGATGAGTGGCGAACGGGTGAGTAA 
CACGTGAGTAACCTGCCCTCTTCTTCGGGATAACGGTCTGAAAGGGCTGCTAATACCGGGTATTCACTGGTCCTCGCATGGGGGTTGGTGGAAAGGTTTTTTCTG 
GTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGTGACCGGTCACATTGGGACTGA 
GATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTG 
AACCTCTTTCGCCCGTGGTCAAGCCGCAACTGTGGGTTGTGGTGAGGGTAGTGGGTAAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
CGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGCTGGTCGCGTCTGCCGTGAAAATCCTCTGGCTCAACTGGGGGCGTGCGGTGGGTACGGG 
CTGGCTTGAGTGCGGTAGGGGAGGCTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGCCACCCGTGGTTTCCGCG 
CCGTAGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCGCCCCGGGCGCGCGGAGACGCGCGCGCATTTGGTTGGGGGTGTGCAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCGCGTTATGGCGGGGACTCGTGGGGGACTGCCGGGGTTAA 
CTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGGGTTGCGATGCCGTGAGGCGGG 
GCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACG 
TCCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGT TGGTAACGCCCGAAGCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNTGCTTAACACATGCAAGTCGAACGGTGATGCCCTGGCTTTTGTTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCTTCTTCT 
GGATACCGCCACGAAAGTGGTGTTAATACGGGATATTCTGGCTCTGTCGCATGGTGGGGTTGGGAAAGGTCTTTTGTCTGGTGGGGGATGGGCTCGCGGCCTATC 
AGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGTTGACGGGTAGCCGGCCTGAGAGGGTGGACGGGCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCCAGTGAAGCAGGC 
CCGCTCCTTTTGGTGGGCGGGTTGACGGTAGCTGGATAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATT 
ATTGGGCGTAAAGGGCTTGTAGGCGGCTGGTCGCGTCTGCCGTGAAAATCCTTCGGCTTAACCGGGGGCTTGCGGTGGGTACGGGCCGGCTTGAGTGCGGTAGGG 
GAGGCTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCG 
TGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCACTAGGTGTGGGGGGCCTTTCCGGGTTGTCCGCGCCGTAGCTAACGCATTAA 
GTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAA 
CCTTACCAAGGCTTGACATGTGCCGGATGGTCTCGGAGACGGGGCTTCCTCATTTTTTGGGGTCGGTTNCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCGTGTTGCCAGCGCGTTGTGGCGGGGACTCGCGGGAGACTGCCGGGGTCAACTCGGAGGAGGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATGCCGTGAGGCGGGGCGAATCCCTTA 


AAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTCCTCGGGCCTT 
GTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAGCCCGTGGNCTTACGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNCTTAACACATGCAAGTCGAACGGGCTGCGCCTGCCCTTGTGGTGGGTGTGGTTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTCACTCC 
TGGATAACCGCTTGAAAGGGTGGCTAATACGGGGTGTTCTGGTCCTGCTGCATGGTGGGGTTGGGAAAGATGCACTGTTAGGGTGTTTTTGGTGGGGGATGGGCT 
CGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCCA 
GTGAAGAAGGCGCTCCTCGTTGTGGGGGTGTTGACGGTAGCTGGATAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTGGTCGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCCGGCTTGAGTG 
CGGTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAG 
CGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGGGCTCTTTCCGGGGTCTCCGCGCCGTAGCTAA 
CGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGNCGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAAC 
GCGAAGAACCTTACCAAGGCTTGACATGTTCCGGTCGCCCGCGGAGACGTGGGTTCCTCCTTGTGGGGCCGGTTCACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCACGTCGTGGTGGGGACTCGCGGGAGACTGCCGGGGTCAACTCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATGTCGTGAGGCGGAGCGAATC 
CCTTAAAGCCGGTCTCAGTTCGGATCGGTGTCTGCAACTCGACACCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGG 
GCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAGCCCGTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGAAACTTCCTTCGGGAAGTGAATTAGCGGCGGACGGGTGAGT 
ATCACGTGGGCAACCTGCCTCAAAGAGGGGAATAGCCTTCCGAAAGGAAGATTAATACCGCATAAGATTAGAAATTCGCATGAATTTCTAATCAAAGGAGTAATC 
CGCTTTGAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATAGCCTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACATTGGAACT 
GAGATACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGCGATGAAGGTCTTCGGATCG 
TAAAGCTCTGTCTTTTGGGACGATAATGACGGTACCAAAAGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGG 
AATTACTGGGCGTAAAGGGTGCGTAGGCGGATATTTAAGTCAGATGTGAAATACCCAGGCTTAACTTGGGAGTTGCATTTGAAACTGGATATCTAGAGTGCAGGA 
GAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAA 
GCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATACTAGGTGTAGGAGGTATCATCCCTTCTGTGCCGCAGTTAACACAATAA 
GTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGATTTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAA 
CCTTACCTAGACTTGACATCCCCTGAATTACTCGTAATAGAGGAAATCCTTCGGGGACAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTATTAGTTGCTACCATTAAGTTGAGCACTCTAATAAGATTGCCCGGGTCAACCGGGAGGAAGGTGGGGATG 
ACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGTAAGTACAGAGAGATGCAAATTCGCAAGGAAGAGCAAATCTCAAAAACTTATC 
CCAGTTCGGATTGCAGGCTGAAACTCGCCTGCATGAAGTCGGAGTTGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGAGAGCTGGTAACACCCGAAGTCCGTGAGGTAACCGTAAGGAACCAGCGGCCGAAGGTGGGATTAGTGATTGGGNNNAAGTCGTAACAAGGT 
AGCCGTAGGAGAACCTGCGNNNNNNTCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGA 
CGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACT 
CTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATCACTCTTGCAGGCATCTGTGAGGGTCGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAG 
CTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAA 
AGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGT 
AGGCGGCTTGTCACGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTA 
GCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGG 
CCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACA 
CCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGTCCTGTGTTGCCAGCATGCCTTCGGGGTGATGGGGACTCACAGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCAT 
GCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGG 
GGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCAC 
GAAAGTTGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGAC TAGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCG 
GAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCT 
GGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACA 
AGCCCTGGAAACGGGGTCTAATACCGGATACGACCCGGGAAGGCATCTTCTCGGGTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGG 
TGGGGTAACGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGG 
TACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCT 
TGTCACGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATCCGATACGGGCAGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAG 
CATCAGAGATGGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTCCTGTGTTGCCAGCATTGCTTCGGGGTGATGGGGACTCACAGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTA 
TGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGAGCTGCGATGCCGCGAGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCA 
ACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCG 
GTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGC 
GGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACA 
CATNCAAGTCGAACGGTGATGGAGGAGCTTGCTCCTCCTGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAACCCCGAGAA 
ATCGGAGCTAATACCGGATATGAGACGCACGGGCATCTGTAGCGTCTGGAAAGATTTATCGGTCAGGGATGGGCTCGCGGCCTATCAGCTAGTTGGTGAGGTAAC 
GGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCGACGCCGYGTGGGGGATGAAGGCCTTCGGGTTGTAAACCCCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAG 
AAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTC 
TGCTGTGAAAACCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGA 
TATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATG 
CCGTAAACGTTGGGCACTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGAAAACTCGTGGAGA 
CACGGGGTCCGCAAGGGCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGT 
TGCCAGCGGGTAATGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACG 
CATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAG 


TCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCG 
GTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGTATGCCTAACACATGCAAGTCGAACGCGAACGGAATCTTCGGA 
TTCCAAGTAGAGTGGCGCACGGGTGAGTAACACGTGGATAATCTGCCCTAAGGTCTGGGATAACACTTCGAAAGGGGTGCTAATACCGGATAAGCTCACGCCCTC 
CTCGGAGGAAGTGAGAAAAGATTTATTGCCTTAGGATGAGTCCGCGGTCCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTGCGATGGATAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAATACCG 
CGTGAAGGATGAAGGCCCTTGGGTCGTAAACTTCTGTCAGAGGGGAAGAAATACTCGCAAGAGTGCTGACGGTACCCTCAAAGGAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGCATGTAGGCGGGCTATTAAGTCTGGTGTGAAAGCCCGGGGCTCAAC 
CCCGGAAGTGCATTGGATACTGGTAGTCTTGAGTATGGGAGAGGAAAGTGGAATTCCGAGTGTAGGAGTGAAATCCGTAGATATTCGGAGGAACACCAGTGGCGA 
AGGCGGCTTTCTGGACCAATACTGACGCTGAGATGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGT 
TGCGGGTAACCACTCCTGCAGTGCCGCAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTAGGCTTGACATCCCGATCGCACTTTATAGAAATATAGAGGTCAGCTTGGCTGGATC 
GGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTTAGTTGGGC 
ACTCTAGGGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGCCTAGGGCTACACACGTGCTACAATGGCCGGTACA 
AAGGGCAGCAATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCTATGAAGTTGGAATCGCTAGTAATCGCG 
TATCAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCTATTGTACCGGAAACCGGTGGGCTAACCTTCGGGAAGCA 
GCCGTTTATGGTATGATCGGTAACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACG 
AACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACT 
CTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACACGCGACCGCATGGTCCGCGTGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCA 
GCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGA 
AAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCG 
TAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGT 
AGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATAC 
ACCGGAAACACTCAGAGATGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTTGTTCTGTGTTGCCAGCAATCGCTTCGGGGTGATGGGGAC TCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCA 
TGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTG 
GGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCA 
CGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGG 
AAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCGTGCTTAACACATGCAAGTCGAA 
CGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAAT 
AGGACCACGGTCTGCATGGATTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGAGGTTACGGCCTACCAAGGCGACGACG 
GGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGCCAGGGACGAAGCGCAAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCT 
TAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAG 
GTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCT 
GTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGG 
GGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTA 
CAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATC 
GCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTG 
GAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTGGTCTTTGACTGGGTGGAGGAGTGG 
CGAACGGGTGAGTAACACGTGGGTAACCTGTCCCGTACTGTGGGATAAGCCCTGGAAACGGGGTCTAATACCGCATAGGACACTTCATCGCATGGTGGGGTGTGG 
AAAGGTTTTTCCGGTATGGGGTGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTANCCGGCCTGAGAGGGCGACCGGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGG 
CCTTCGGGTTGTAAACCTCTTTCGACCCCGACGAAGCGAGAGTGACGGTAGGGGTAGAAGAAGCACCGGCTGACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAACCGGGGGCTTAACCCTCGGCCTGCGGTGGATACGGGC 
AGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGTGACATTCCACGTTGTCCGTG 
CCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAAT 
TCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGACCGCTCCAGAGATGGGGCTTCCCTTGTGGCTGGTGTACAGGTGGTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTACGTTGCCAGCACGTAATGGTGGGGACTCGTGGGAGACCGCCGGGGTCAAC 
TCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGATACCGTGAGGTGGAG 
CGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCANNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCTGGTCTTTTGNCT 
GGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTCATCTCTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAGGACTTCTCACCGC 
ATGGTGGGGGGTGGAAAGGGTTTTTCCGGATGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGATGACGGGTATCCGGCCTG 
AGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCG 
CGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGGCCCTGACGAAGCGAGAGTGACGGTAGGGGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAACCGGGGGCTTAACTCTCGGCTT 
GCGGTGGATACGGGCAGACTAGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTC 
TCTGGGCCNCTACTGACNCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGTGGCGT 
TTTTGTTGTCCGTGCCGTAGCTAACTCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA 
GCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATACACCGGACCGCTCCAGAGATGGGGCTTCCCTTTGTGGCTGGTGTACAGGTGGT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAG 
ACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCTGGGCTTCACACATGCTACAATGGCTGGTACAGAGGGCTGCGA 
TACCGTGAGGTGGAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGNCTAACCCCTTTGTGGGGAGGGAGCCGT 


CGAAGGTGGTGCTGGNGATTGGCACGAAGTCGTAACAAGGTAGCCGTNCCGGAAGGTGTGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNAGGATGAACGCTGGCGGCGCGCCTAACACATGCAAGTCGANCGGCACCCGCCCTCGGGCGGAAGCGAGTGTCGAACGGCTGAG 
TAACACGTGACCAACCTGCCCTGCGCTCCGGAATAGCCGCGGGAAACCGCGGGTAATACCGGATGCGCCGGACCGCCGCATGGCGGCCCGGCGAAAGCTCCGGCG 
GCGCGGGATGGGGTCGCGGCCCATCAGGTAGACGGCGGGGCGAGGGCCCACCGTGCCGACGACGGGTAGCCGGGTTGAGAGACCGAACGGCCAGATTGGGACTGA 
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGGAACCCTGACGCAGCGACGCCGCGTGCGGGAGGAAGGCCTTCGGGTCGCA 
GACCGCTTTCAGCAGGGAAGAGATCAGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGA 
TTCATTGGGCGTAAAGCGCGCGTAGGCGGCCAGGCAGGCCGGGCGTCAAATCCGGGGGCTCAACCCCCGCTCGCGCCCGGAACCGCCCGGCTCGGGTCCGGTATG 
GGAGGGTGGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCCTCTGGTCCGGTACCGACGCTGAGGCGCGAAAGC 
TGGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCTAGCCGTAAACGATGGACGCTAGGTGTGGGGGGACGATCCCCCCGTGCCGCAGCCAACGCATTAAGCGT 
CCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGAAGCGACGCGAAGAACCTT 
ACCAGGGCTTGACATGCAGCTGAAGCCGGGGAGACCCGGTGGCCGGAAGGAGGCTGCGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCCCGCCGCATGTTGCCATCAGGTAATGCTGGGAACCCATGCGGGACCGCCGGCGTCAAGCCGGAGGAAGGCGGGGACGACGTC 
AAGTCATCATGCCCCTTATGCCCTGGGCTGCACACGTGCTACAATGGCCGGTACAGCGGGATGCGATGGCGCGAGCCGGAGCGGATCCCTAAAGCCGGCCCCAGT 
TCGGATCGGGGNCTGCAACCCGCCCCCGTGAAGTCGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCACCCGAGTCGTCTGCACCCGAAGCCGCGGGCCCGACCAGCGATGGNGGGACGCGTCGAAGGTCTTGAGGGCGAGGGGGGTGAAGTCNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCGTGCTTAACACATGCAAGTCGAACGGGATCTGCGTGGCCNNTGTGGTTGTGTGGTGAGANTGNC 
GAACGGNTGAGTAACACGTGAGTAACCTGCCTTTTTCTTTGGGATAACGCTCAGAAATGGGTGCTAATACTGGATGTTCTGCGCAGTTCGCATGGGGGATGTGGG 
AAAGGGGCCTTTGTGGTTTCTGGAGGGAGATGGGCTCGCGGCTTATCAGCTTGTTGGTGGGGTGATGGCTTACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGG 
TGGGCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGGAACCTTGATGCAGCGACGCCGCGTGAG 
GGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCTCGTGTGCAAGCCGCTATTTGGGTAGTGGTGAGTGTAGCGGGTAAAGAAGCGCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTTGTAGGCGGTTTGTCGCGCCTGTCGTGTAATCCTCTGGCTTAACTGG 
GGGTGTGCGGTGGGTACGGGCAGGCTTGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG 
CGGGTCTCTGGNCCGTTACTGACGCTGAGGAGCGAAAGCGTTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGTTGGGCACTAGGTGTGG 
GGNCCGCCCTTGGTTTCTGCGCCGTAGCTAACGCTTTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGNCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCGCCCTGAGCGCCAGAGATAGGTGTGCATTTGGTTGGGGGTGTGCA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAGCGCGTTATGGTGGGGACTCG 
TGGGGGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCAGGTACAGAGGG 
TTGCGATGCTGTGAGGTGGAGCGAATCCTTTAAAGCTTGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCTCGTGAAGGTGGAGTCGCTAGTAATCGCAGATCA 
GCNACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCTTGTGGCTTAACCTTTTTGGGGGGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGATGAACGCTGACAGAATGCTTAACACATGCAAGTCGA 
CTTGAAGCAACTTCGGTTGTGGAAAGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCCTTCAGTCTGGGACAACCATTGGAAACGATGGCTAATACCGGAT 
ATTATGGAACTCTCGCATGGGAGGATCATGAAAGCTATATGCGCTGAAGGAGAGCTTTGCGTTCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGA 
TGGATAGCCGGCCTGAGAGGGTGATCGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTC 
TGATCCAGCAATTCTGTGTGCACGATGAAGGTTTTCGGATCGTAAAGTGCTTTCAGTTGGGAAGAAGAAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATA 
CGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGGTTCATAAGTCTGATGTTAAAATGCGGGGC 
TCAACTCCGTATTGCGTTGGAAACTGTGAACCTAGAGTATCAGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATG 
GAGAAGTCAGCTCACTGGATGAATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCACTAG 
GTGTTGGGGGTCGAACCTCAGCGCCCAACTAACGCGATAAGTGATCCGCCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGACCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCGTTTGACATCCTAAGAACTTCCTAGAGATAGGAGGGTGCCGGCTTGCCGGAACTTA 
GTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTATGTTGCTACCATTAAGTTGAGCA 
CTCATGCGATACTGCCTGCGACGAGCAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACGCTGGGCTACACACGTGCTACAATGGGCAATACAA 
CGAGTCGCCAACCCGCGAGGGTGAGCTAATCTCTTAAAGTTGTTCGTAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCAA 
ATCAGCAATGTTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTAAAGTAGCAGGCCTAACCGTAAGGAGGGA 
TGCTCCTAAGGTGTGATTAGCGATTGGGGTGAAGTCGTAACAAGGTATCCCTACGGGAACGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTCATAGAGGGGAATAGCCTCCCGAAAGGGAGATTAATACCGCAT 
AAGATTGTAGCTTCGCATGATAGCAATTAAAGGAGTCAATCCGCTATGAGATGGGCCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACG 
ATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATNNGGGAAACCC 
TGATGCAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAA 
CTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCG 
AAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACACTGGATTAGATACCCTGGTAGTCCACGTAAACGATGAATACTATGAGC 
ACTAGGTGTAGGGGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCCGTAACTGGGGAAGTCGCTTCGGC 
GACAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGT 
TGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAA 
GTACAAAGAGAAGCAAGACCGCGAGGTGGAGCAAAACTCAAAAACTTGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAAT 
CNCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGT TGGCAATACCCAAAGTGCGTGNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAACCAGGAGCTTGCTCTGTGGATGAG 
TGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGATTTCGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCAATCCTCGCATGAGGGTTGG 
TGGAAAGTTTTTCGATCGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGCCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACG 
GCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCCGTAAGTGACGGTACCTCCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGNTGCTCACGTCTGCTGTGGAAACGCGACGCTTAACGTTGCGCGTGCAGTGGGTACGG 
GCTGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGNCGAAGGCGGGACTCTGGGCTGTAAC 
TGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCG 
CGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGTCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACTGGACCGTTCTGGAAACAGTTCTCTCTTTGGAGCTGGTGTACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATAGGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGAGAGGCGAACCCGTGAGGGTG 
AGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGTCCCAACCCCCTTTGTGGGAGGGGGCGTCTAGGTGGGACTGG 
TGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCG 
TGCTTAACACATGCAAGTCGAACGATGATCTGGCAGCTTGCTGCTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAA 


CCCCGAGAAATCGGAGCTAATACCGGATAGGACCTGGAACCGCATGGTTTTGGGTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTG 
AGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGGGCTTCGGCTTGAC 
GGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
TTTGTCACGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTGGAGTGCGGTAGGGGAGAATGGAATTCCTGGTGTAGCGGTG 
GAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGTTCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGTTGGGCGCTAGATGTGGGGACCTTTCCACGGTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATAACCGAGAA 
CGCCGCAGAAATGTGGAACTCTTTGGACACTCGGTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTCGTATGTTGCCAGCACGTCATGGTGGGAACTCATATGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATGTCGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACT 
CGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTA 
ACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGG 
GTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAACAGCCGGAAACGGTTGCTAATACCGGATATGCATCATGGCCGCAT 
GGTCTGTGGTGGGAAAGATTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGA 
GGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGT 
GAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGTAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACCCGAGGCTCAACCTCGGGCCTGCA 
GTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCT 
GGGCCGTTACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGGCCTTTCC 
ACGGTCTCCGTGACGCAGCTAACGCATTAACTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGC 
ATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCTGGAAACAGTCGCCCCTTTTTGGTCGGTGTACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATGGGATACT 
GCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATAC 
CGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTG 
CGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCTGTCGAAG 
GTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGG 
CGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCAAGCTTGCTTGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCTGGACTCTGGGA 
TAAGCGCTGGAAACGGCGTCTAATACTGGATATGTGACGTGATCGCATGGTCGTGTTTGGAAAGATTTTTCGGTCTGGGATGGGCTCGCGGCCTATCAGCTTGTT 
GGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAAAGTGAC 
GGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGG 
TTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTG 
GAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCT 
GGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGACCATTCCACGGTTTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAA 
CGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGT 
CTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACT 
CGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTA 
ACACCTGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACACGGAGCTTGCTCTGTGGGAT 
CAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATATGTGACGTGACCGCATGGTCTG 
CGTCTGGAAAGAATTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGAC 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAC 
GACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACG 
TAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCGGAGGCTCAACCTCCGGCCTGCAGTGGGTA 
CGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGTCGAAGACAGATCTCTGGGCCGT 
AACTGACGCTGAGGAGCGAAAGGGTGGGGAGCACACAGGCTTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGTTGTGGGGTCCATTCCACGGATT 
CCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGA 
TTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGG 
GTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGCGAG 
GTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGA 
ATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATC 
GGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCG 
GCGTGCTTAACACATGCAAGTCGAACGGTGAAGCAGAGCTTGCTCTGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAATCTGCCCCTGACTCTGGGATA 
AGCGCTGGAAACGGCGTCTAATACCGGATACGAGCTGCGATCGCATGGTCAGTAGCTGGAAAGAATTTCGGTCAGGGATGAGCTCGCGGCCTATCAGCTTGTTGG 
TGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAAAGTGACGG 
TACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTC 
TGTCGCGTCTGCTGTGAAAACCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGA 
ATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGG 
TAGTCCACCCCGTAAACGTTGGGGACTAGTTGTGGGGTCCATTCCACGGATTCCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATAGAGGAAAC 
GGCTGGAAACAGTCGCCCCGCAAGGTCTCTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTC 
GTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGGATACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCAATACCGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGAC 
CTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACAC 
CTGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCGGTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGGCGGAGCTTGCTCTGCTGGATC 
AGTGGCGAACGGGTGAGTAACACGTGAGCAATCTGCCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATACGAGCTGCGAAGGCATCTTCAGC 


AGCTGGAAAGAACTTCGGTCAGGGATGAGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGACG 
ACGGCCTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGCGCAAGCGTTATCCGGAATTATNGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAACCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTAC 
GGGCAGACTAGAGTGCGGTAGAGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGACAGATCTCTGGGCCGTA 
ACTGACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCATTCCACGGATTC 
CGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGCGGAGCATGCGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACGAGAACGGGCCAGAAATGGTCAACTCTTTGGACACTCGTAAACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGAACTCATGGAATACTGCCGGGG 
TCAACTCGGAGGAAGGTGAGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGCTGCAATACCGCAAGG 
TGGAGCGAATCCCAAAAAGCCGGTCCCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCTGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGATCG 
GTAATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGG 
CGTGCTTAACACATGCAAGTCGAACGATGAAGCCTAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAA 
GCGCTGGAAACGGCGTCTAATACCGGATATGACCTGCCCCGGCATCGGGTGTGGGTGGAAAGTTTTTCGGTCAAGGATGGACTCGCGGCCTATCAGCTTGTTGGT 
GAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACCCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGGGCTTCGGCTTGA 
CGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCG 
GTTTGTCGCGTCTGCTGTGAAAACCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGAATGGAATTCCTGGTGTAGCGGT 
GGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGTTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGTTGGGAACTAGATGTGGGGACCTTTCCACGGTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGA 
AACTTCCAGAAATGGTTGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTC 
GACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAA 
CACCCGAAGCCAGTGGCCTAACCGTAAGGAGGGAGCTGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGAT 
TAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACCGGATACGACCTGCCCCGGCATCGGGTG 
CGGGTGGAAAGTTTTTCGGTCAAGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGAC 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGGGGGAT 
GACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGGGCTTCGGCTTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAA 
TACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAAACCCGAGGCTCAACCTCGGGCCTGCAGTG 
GGTACGGGCAGACTAGAGTGCGGTAGGGGAGAATGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGTTCTCTGGG 
CCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGATGTGGGGACCTTTCCACG 
GTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATG 
CGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGTCCAGAAATGGTCGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGT 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTTATGGTGGGAACTCATAGGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTA 
AGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCGCAAGGAGGGAGCTGTCGAAGGTGGGAT 
CGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGG 
CGTGCTTAACACATGCAAGTCGAACGATGAAGCCCAGCTTGCTGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAA 
GCGTTGGAAACGACGTCTAATACTGGATATGACTACTGGTCGCATGGTCTGGTGGTGGAAAGATTTTTTGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGG 
TGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGG 
TACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT 
TGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGA 
ATGCGCAGATATCAGGAGGANNACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGTTGGGCGCTAGATGTAGGGACCTTTCCACGGTTTCTGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAC 
GGCCAGAGATGGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTT 
GGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGA 
CCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACA 
CCCGAAGCCGGTGGCCTAACCCTTGTGGAAGGAGCCGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGATGCCCAGCTTGCTGGGTGGATTA 
GTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCGTTGGAAACGACGTCTAATACTGGATATGACTGCCGGCCGCATGGTCTGGT 
GGTGGAAAGATTTTTTGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGATG 
ACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGTAAGTGACGGTACCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGCTTGCAGTGGGTAC 
GGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTA 
ACTGACGCTGAGGAGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGATGTAGGGACCTTTCCACGGTTTC 
TGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGAT 
TAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGGCCAGAGATGGTTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCGCGTTATGGCGGGGACTCATAGGAGACTGCCGGGGT 
CAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTAAGGT 
GGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAAGGAGCCGTCGAAGGTGGGATCGG 
TGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGC 
TCAGGATTAACGCTGGCGGCATGCCTAATACATGCAAGTCGATCGGAAGTAGCAATACTTTAGAGGCGAACGGGTGAGTAACACGTATCCAATCTACCTTATAAT 
GGGGGATAACTAGTTGAAAAACTAGCTAATACCGCATAAGAACTTTAGTTCGCATGAATTAAAGTTGAAAGGACCTGCAAGGGTTCGTTATTTGATGAGGGTGCG 


CCATATCAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCAATGACGTGTAGCTATGCTGAGAAGTAGAATAGCCACAATGGGACTGAGACACGGCCCATACTCCT 
ACGGGAGGCAGCAGTAGGGAATTTTTCACAATGAGCGAAAGCTTGATGGAGCAATGCCGCGTGAACGATGAAGGTCTTTTTGATTGTAAAGTTCTTTTATTTGGG 
AAGAATGACTCTAGCAGGCAATGGCTGGAGTTTGACTGTACCACTTTGAATAAGTGACGACTAACTATGTGCCAGCAGTCGCGGTAATACATAGGTCGCAAGCGT 
TATCCGGATTTATTGGGCGTAAAGCAAGCGCAGGCGGATTGAAAAGTCTGGTGTTAAAGGCAGCTGCTTAACAGTTGTATGCATTGGAAACTATCAGTCTAGAGT 
GTGGTAGGGAGTTTTGGAATTTCATGTGGAGCGGTGAAATGCGTAGATATATGAAGGAACACCAGTGGCGAAGGCGAAAACTTAGGCCATTACTGACGCTTAGGC 
TTGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACCGTAAACGATAGATACTAGCTGTCGGAGCGATCCCTTCGGTAGTGAAGTTAACACAT 
TAAGTATCTCGCCTGGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTCGACGGTACACGA 
AAAACCTTACCTAGACTTGACATCCTTGGCAAAGTTATGGAAACATAATGGAGGTTAACCGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTACATTGTTTAACGAGACTGCTAATGTAAATTGGAGGAAGGAAGGGATGACGTCAAATCATCA 
TGCCCCTTATGTCTAGGGCTGCAAACGTGCTACAATGGCCAATACAAACAGTAGCCAACTTGTAAAAGTGAGCAAATCTGAAAAGTTGGTCTCAGTTCGGATTGA 
GGGCTGCAATTCGTCCTCATGAAGCTGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACTAT 
GAAAGCTGGTAATATTTAAAAACGTGTTGCTAACCTTTATTGGAAGCGCATGTCAAGGATAGCACCGGTGATTGGAGTTAAGTCGTAACAAGGTACCCCTACGAG 
AACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCA 
AGTCGAACGCGAAAGCTTCCTTCGGGAAGCGAGTAGAGTGGCGCACGGGTGAGTAACACGTGGATAACCTACCCTATGATCTGGGATAACATTTCGAAAGGGATG 
CTAATACCGGATAAGCCCACGGGATCTTCGGATTTTGCGGGAAAAGATTTATCGTCATAGGATGGGTCCGCGTTCCATTAGCTAGTTGGTGGGGTAATGGCCTAC 
CAAGGCTGCGATGGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATG 
GGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGCCTTTGGGTCGTAAACTTCTGTCAGAGGGGAAGAAATACTCGCAAGAGAGCTGACGGTACCCTC 
AAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCATGTAGGCGGACTGTTAAG 
TCTGGTGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGATACTGGCAGTCTTGAGTATGGGAGAGGAAAGTGGAATTCCGAGTGTAGGAGTGAAATCCGTA 
GATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCAATACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGAATACTAGGTGTTGCGGGTAACCACTCCTGCAGTGCCGTAGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCAATCGTACATTATGGA 
AACATAGTGGTCAGTTCGGCTGGATTGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGT 
CCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGAAGACTCCCGTTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGCCCCTTATGTCCAGGGCT 
ACACACGTGCTACAATGGCCGGTACAAAGAGCAGCGAAGCCGCGAGGTGGAGCTAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCA 
TGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCGATTGTACCGGAA 
ACCGGTGGGCTAACCTTCGGGGAGCAGCCGTTTATGGTATGATCGGTAACTGGGGTGAAGTCGTAACAAGGTAACCGTNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGTGGCGAACGGGTG 
AGTAATGCATCGGAACGTGCCCATGTCGTGGGGGATAACGTATCGAAAGGTACGCTAATACCGCATACGTCCTGAGGGAGAAAGCGGGGGATCTTCGGACCTCGC 
GCGATTGGAGCGGCCGATGTCGGATTAGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTG 
AGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGT 
AAAGCTCTTTCGGCCGGGAAGAAATCGTGGTCTCTAACATAGGCCATGGATGACGGTACCGGAC TAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAAT 
ACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCTCAGGCGGTTTTGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTG 
TGACTGCAAGGCTAGAGTACGGCAGAGGGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGC 
CTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGCAGCAATGCA 
CTGAGTGACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTG 
GATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAACCTTGCTGAGAGGCGAGGGTGCCTTCGGGAGCCTGGACACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCACTAGTTGCCATCATTTGGTTGGGCACTCTAGTGAGACTGCCGG 
TGACAAACCGGAGGAAGGTGGGGATGACGTCATGTCCTATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAG 
GTGGAGCCAATCCCAAAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCA 
TGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCG 
AACGCTGAAGCCCTTCGGGGTGGAGGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTCTGGGATAAGCCTTGGAAACGGGGTCTAATACCGG 
ATAGGACACGTGGCCGCATGGTCTGGGTGTGGAAAGTTCCGGCGGTGCAGGTTGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACG 
ACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCC 
TGACGCAGCAACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACATCGACGAAGCCTTCGGGTGACGGTAGGTGTAGAAGAAGCACCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGGCCGTGAAAACCTG 
CCGCTTAACGGTGGGCGTGCGGTCGATACGGGCAGACTTGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGC 
GCTAGGTGTGGGGACTGTTTCCACGGTTCCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGATCGCCCCTGAGAGGGGGNGTCCCTAG 
TGGCCTRTGTGCAGGTGGTGCATGGCTGACGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTNGTCCTGTGTTGCCAGCACGTGA 
TGGTGGGGACTCGCAGGAGACTGCCGGGGTNAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTNATGCCCAGGGCTTCACACATGCTACAATGG 
CTGGTACAGAGGGTGGNGATACCGTGAGGTGGAGCGAATCCTGAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGT 
AATCGCAGATCAGCAGTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACNGNNCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCCATGGCCCAACCGGT 
NCGCCCGGGGGGAGTNGTCGAAGGTGGGAC TGGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCGTGCCTAACACATGCA 
AGTCGAGCGGAGTTTTATGGGAGCTTGCTTTTATAAAACTTAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCCTATACACAGGGATAACATTGAGAAAT 
TGATGCTAATACCTGATAAGCCAACAGTAGGCATCTACAAGTTGGAAAAACTGAGGTGGTATAGGAGGGGCCCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGC 
CTACCAAGGCGACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAC 
AATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGTATTTCGGTATGTAAACTTCTATCGACAGGGAAGAAATAAATGACGGTACCTGAATAAGAA 
GCACCGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGTTATGCAAGTCATATG 
TGAAATTCTGGGGCTCAACCTCAGGGCTGCATAAGAAACTGTGTAACTAGAGTACAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTA 
GGAAGAACACCGGTGGCGAAGGCGGCTTACTGGACTGAAACTGACGCTGAGTCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAGTGCTAGGTGTTGGGAAGAGATTCTCGGTGCCGCAGCAAACGCAATAAGCACTCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTG 
ACGGGGACCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAAACTTGACATCCCGATGACAATCTGTGTAATGCAGACTTTC 
TTCGGAACATCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTTAGTAGCCAGCA 
WTTCGGATGGGCACTCTAGGGAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTTTAGGGCTACACACGTGCTACA 
ATGGCTGTAACAAAGTGAAGCAAGATAGTGATATGGAGCAAAGCACAAAAAAGCAGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCG 
CTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGAAGCGCCCGAAGCCTGTGACCTAAC 
CGCAAGGAGGAGCAGTCGAAGGTGAAGCCAGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGCTGATCACCTCCNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCAGGAGTATGAAAT 
CTGAGAGCTTCGGCAGGATGATTTCATATTTTAGCGGCGGACGGGTGAGTAACGTGTGGGCAACCTGCCCTGTACTGTGGAATAATCACTGGAAACGGTGACTAA 
TACCGCATGTCATCCGAAGAGGGCATCCTCTTTGGAGANNAGGATTTATTCGGTACAGGATGGGCCCGCATCTGATTAGCTAGTTGGTGAGATAACAGCTCACCA 


AGGCAACGATCAGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGAC TGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
CGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGGTTTCGGCTCGTAAACTTCTATCAACAGGGACGAAAAAAATGACGTACCTGATAAAGAAGCCCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGCATGGTAAGTTAGATGTGAAAGC 
CCGAGGCTTAACCTCGGGATTGCATTTAAAACTATCAAGCTAGAGTACAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAA 
CACCAGTGGCGAAGGCGACTTACTGGACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
AGTGCTAGGTGTAGGGGGGGAACCCTCGGTGCCGCAGTAACGCAATAAGCACTCCACCTGGGGAGTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGGGC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCCTCTGACCGGTGTAGAGATACACCTTCTCTTCGGAGC 
AGGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCATGTTAGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCATCATTCAGTTGGGCAC 
TCTAGGGAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCTGGTAACAA 
AGTGACGCAAAACGGCGACGTCGAGCAAATCACAAAAACCCAGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGA 
ATCAGAAGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGAAGCACCCGAAGTCGGTGACCTAACCGTAAGAAGGAGCC 
GCCGAAGTGAAGCCAGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGTGCCGGCCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNTTTATCCTGACTCAGACGAACGCTTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGGAGATTCCTTCGGGATGATCCTAGCGGC 
GGACGGGTGAGTAACACGTGGGCAACCTGCCTCATAGAGAGGAATAGCCTCCCGAAAGGGAGATTAATACCTCATAACATTGCAGTTTGCATGGGACAGCAATTA 
AAGGAGCAATCCGCTATGAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCC 
ACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGG 
CCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAA 
GCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTTCAAACTGGAAGTCT 
AGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCT 
GAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGTTGTCGATGACCTCTGTGCCGCCG 
TAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGC 
AACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCTTAATCGAGGAAGTCTTCAGACAGGGAAGACAGGTTGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAG 
GTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAAAGAGAAGCAAGACCGCGAGGTGGAGCAAAACTCAA 
AAACTTGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTGGTGGTCTAACCTGAAGGAGGAAGCCACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCG 
TAACAAGGTAGCCGTAGAGAACCTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTGCCTAACACATGCAAGTCGAGCGAGG 
GGAGTTCTTCGGAACAAACCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTCAAAGAGGGGAATAGCCTCCCGAAAGGGAGATTAATACCGCATAAA 
GTTATTTTTTCGCATGAAGAGATAACCAAAGGAGCAATCCGCTTTGAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATG 
CGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGTAATGGGGGAAACCCTGA 
CGCAGCAACGCCGCGTGAGCGATGAAGGTCTTCGGATTGTAAAGCTCTGTCTTTTGGGACGATAATGACGGTACCAAAGGAGGAAGCCACGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGTATGTAGGCGGACATTTAAGTCAGATGTGAAATTCCCGGGCTTAACC 
TGGGAGCTGCATTTGATACTGGGTGTCTAGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAA 
GGCGACTTTCTGGACTGTAACTGACGCTGAGATACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTC 
GGAGGGTACCACCTTCGGTGCCGCAGCAAACGCAATAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
AGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCGTAACAGAGGAAGCCTTCGGGGCAGGAAGACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCTACCATTAAGTTGACACTCTAGCAA 
GCTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGTCGGTACAAAAAGATGCAA 
ACCCGTGAGGGGGAGCTAAACTTAAAAACCGATCCCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGTTGGAGTTGCTAGTAATCGCGAATCAGCATGTC 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGCCGGTAACACCCGAAGCCCGTGAGGTAACCGTAAGGAGCCAGCGGTCGAAGGT 
GGGATTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAAATTTCTTCGGAAGTTTTTCTAGCGGCGGACGGGTGAGTAACACGTG 
GGCAACCTGCCTTATAGAGGGGAATAGCCTTCCGAAAGGAAGATTAATACCGCATAACATTATTGAAAGGCATCTTTTAATAATCAAAGGAGCAATCCGCTATAA 
GATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACG 
GTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAGCTC 
TGTCTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTG 
GGCGTAAAGGGAGCGTAGGCGGATACTTAAGTGGGATGTGAAATACCCGAGCTTAACTTGGGTGCTGCATTCCAAACTGGGTATCTAGAGTGCAGGAGAGGAGAA 
TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGG 
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGCCCCAAGCCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCC 
TGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAG 
ACTTGACATGTCCTGAATTACCAGTAATGTGGGAAGTTCCTTCGGGAACAGGAACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAA 
GTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGGTACCATTAAGTTGACCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAAT 
CATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAAAGAGAAGCAATACTGTGAGGTNGAGCAAAACTCAAAAACTTGTCTCAGTTCGG 
ATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCNGGGTCTTGTACACACCGCCCGTCACA 
CCATGAGAGTTGGCAATACCCGAAGTCCGTGAGC TAACCGCAAGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGC 
TGGCGGCGTGCTTAACACATGCAAGTCGAGCGAGAAAAGTTCTTCGGAGCTTTTCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTCATACACCCCA 
ATAGCCTTCCGAAAGGAAGATTAATACCGCATAACATTGTTGAAAGGCATCTTTTAACAATCAAAGGAGCAATCCGCTATGAGATGGGCCCGCGGCGCATTAGCT 
AGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACG 
GTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGAT 
ATTTAAGTGGGATGTGAAATACCCGAGCTTAACTTGGGAGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAA 
ATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGAATACTAGGTGTAGGGGCCCCAAGCCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATGTCCTGAATTACCAG 
TAATGTGGGAAGTTCCTTCGGGAACAGGAACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTA 
TTGTTAGTTGGTACCATTAAGTTGACCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGC 
TACACACGTGCTACAATGGCAAGTACAAAGAGAAGCAATACTGTGAAGTGGAGCAAAACTCAAAAACTTGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACA 
TGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCGAA 
GTCCGTAAGCTAACCGTAAGGAGGCAGCGGCCGAAGGTNGGGTCAGCGATTGGGGTNAAGTCGTAACAAGGTAGCNGTAGGAGAACCNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATGGAAGGGAGCTTGCTCCCTGAAGTTAGCG 
GCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACTGGGATAACATCGAGAAATCGGTGCTAATACCGGATAATCGAAGAAACCGCATGGTTTCTTCAT 
AAAAGATGGCTCCGGCTATCACTACAGGATGGGCCCGCGGTGCATTAGCTAGTTGGTGAGGTAGAGGC TCACCAAGGCAACGATGCATAGCCGACCTGAGAGGGT 
GATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGT 


GATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTTTTAAGTCTGATGTGAAATATCGGGGC 
TCAACCCCGAGGGGTCATTGGAAACTGGGAGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGT 
GGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTA 
GGTGTTAGGGGTTTCGATGCCCTTAGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCCTTCGGGGG 
ACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTAAGTT 
GGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGG 
TACAAAGGGCAGCAAAACCGCGAGGTCGAGCCAATCCCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGTAAT 
CGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGA 
GCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACTNACACAAGCTTGCTTTTGTAAGTTAGCGGCGGACG 
GGTGAGTAACACGTGGGCAACCTGCCCTTAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAATATAAAGAACCTCCTGGTTCTTTATTGAAAGAT 
GGTTTCGGCTATCGCTTATGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGCCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAG 
GCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTGCGAGAGTAACTGCTCGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGT 
GGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCANGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCAGTGGCGAAGG 
CGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAG 
AGGGTTTCCGCCCTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGCCAACCCTAGAGATAGGGCGTTCCCCTTCGGGGGACAGAGTG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTC 
TAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGG 
GCAGCAAAACCGCGAGGTCGAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATC 
AGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCG 
CCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGACGAACGCTGGCGACGTGCCTAATACATGCAAGTCGAGCGGACGTTTTTGAAGCTTGCTCCANAAACGTTAGCGGCGGACGGGTGAGTAACACGTGGGCA 
ACCTACCTTATCGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACATCTAGCACCTCCTGGTGCCGGATTAAAAGAGGGCTTCTTGCTCTCACGAT 
GAGATGGGCCCGCGGCGCATTAGCTAGTTGGAGAGGTAACGGCTCCCCAAGNCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACCCCGCGTGAGTGATGAAGGGTTTCGGCTCGTAAAGC 
TCTGTTATGAGGGAAGAACACGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTCATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCCTTTTAAGTCTGATGTGAAATCTTGCGGCTCAACCGCAAGCGGCCATTGGAAAC 
TGGGAGGCTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTA 
ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCGTA 
GTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTGGAGACAGAGCTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGTTGCGAAGCCGCGAGGTG 
AAGCCAATCCCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTGCATGAAGCTGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGA 
TTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGG 
CGTGCCTAATACATGCAAGTCGAGCGCAGGAAGCCGGCGGATCCCTTCGGGGTGAANCCGGTGGAATGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACC 
TTGTAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATGATCATTTGGATCGCATGATCCGAATGTAAAAGTGGGGATTTATCCTCACACTGCAAGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCC 
AGACTCCTACGGGAGGCAGCAGTAGGGAATCATCCGCAATGGGCGAAAGCCTGACGGTGCAACGCCGCGTGAACGATGAAGGTTTTCGGATCGTAAAGTTCTGTT 
ATGAGGGAAGAACAAGTGCCGTTCGAATAGGTCGGCACCTTGACGGTACCTCACGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGG 
CAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGG 
ACTTGAGTGTAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGCCTACAACTGAC 
GCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTAGTGCCG 
AAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCG 
AAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACACCTCTGGAGACAGAGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGATAAAC 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAGACCGCGAGGTTAAGC 
GAATCCCATAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTC 
CCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGCGGTAACCTTTTGGAGCCAGCCGNCGAAGGTGGGACAGATGATTGG 
GGTGAAGTCGTAACAAGGTATCCCTACCGGAAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTG 
CCTAATACATGCAAGTCGAGCGCAGGAAACAGGCTGATCCCTTCGGGGTGATGCCTGTGGAATGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTAC 
AGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATGANCAGAAGAACCGCATGGTTCTTCTGTAAAAGTTGGGACTTGTTCCTAACACTGTAAGATGGGC 
CCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGA 
CTCCTACGGGAGGCAGCAGTAGGGAATCATCCGCAATGGGCGAAAGCCTGACGGTGCAACGCCGCGTGAACGATGAAGGTCTTCGGATTGTAAAGTTCTGTTGTC 
AGGGAAGAACACGTGCCGTTCGAACAGGGCGGCACCTTGACGGTACCTGACCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAA 
GCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACT 
TGAGTGTAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGCCTATAACTGACGCT 
GAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTAGTGCCGCAG 
TTAACACATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAACTCTGGAGACAGAGCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGG 
AGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTTCACACGTGCTACAATGGGTGGTACAAAGGGCAGCAAAGCCGCGAGGCCGAGCGAA 
TCCCATAAAGCCACTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACACCACGAGAGCTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGGTGATTGGGGT 
GAAGTCGTAACAAGGTATCCCTACCGGAAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGNNCGCTGGCGGCGTGCCT 
AATACATACAAGTCGAGCGGANAGACAAGGAGCTTGCTCCTTTGACNTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCCTTAGACTGGGATAACTC 
CGGGAAACCGGAGCTAATACCGGATAATCCCTTTCTCCACCTGGAGAGAGGGTGAAAGATGGCTTCGGCTATCACTAAGGGATGGGCCCGCGGCGCATTAGCTAG 


TTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACCCCGCGTGAGTGAGGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTGAGGGAAGAAGCGGTACCG 
TTCGAATAGGGCGGTACCTTGACGGTACCTCACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATT 
GGGCGTAAAGCGCGCGCAGGCGGCTTCTTAAGTCTGATGTGAAATCTCGGGGCTCAACCCCGAGCGGCCATTGGAAACTGGGGAGCTTGAGTGCAGAAGAGGAGA 
GTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCGTAGTGCCGAAGTTAACACATTAAGCACTC 
CGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTAC 
CAGGTCTTGACATCCTTTGACCACCCAAGAGATTGGGCTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAAACCGCGAGGTGAAGCCAATCCCATAAAGCCATTCTCAG 
TTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCG 
TCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGCAACCTTTTGGAGCCAGCCGGCTAAGGTGGGACAAATGATTGGGGTGAAGTCGTAACAAGGTAGCC 
GTATCGGAAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGG 
ACTGATGGGAGCTTGCTCCCTGATGTTAGCGGCGGACGGGTGAGTAACACGTGGCCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCG 
GATAACCCGTTCCACCTCATGGTGGAGCGGTAAAAGATGGCCTCTGGCTATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACC 
AAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGG 
ACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTGCCGTTTGAATAAGGCGGCACCTTG 
ACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGC 
GGTCTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGG 
TGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCTTAGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCA 
AGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGAC 
CACTCTAGAGATAGAGCTTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTAT 
GACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGC TGCAAAACCGCGAGGTTGAGCGAATCCCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAA 
CTCGCCTACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGT 
AACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGNCGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTTCTTTAGAGCTTGCTC 
TAAAGAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAATATATAGTACCT 
CCTGGTACTATATTGAAAGATGGTTTCGGCTANCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGCCAACGATGCGTAGC 
CGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGC 
AACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTGCGAGAGTAACTGCTCGCACCTTGACGGTACCTAACCAGAAAG 
CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGT 
GAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTG 
GAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGCCACCTCTAGAGATAGAGCGT 
TCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTAGTTG 
CCAGCATTCAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTG 
CTACAATGGACGGTACAAAGGGCAGCAAAACCGCGAGGTCGAGCCAATCCCATAAAACCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGG 
GTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGATAGGCTTAACACATTCAAGTCGAGGGGCATCGGGTAAGTAGCTTGCTACTTATGCCGGCGACCGG 
CGCACGGGTGCGTAACGCGTATGCAACCTACCTGTCAGACTGGGATAACCCGGTGAAAGCCGGACTAATACTGGATACACTTATTCTTCTGCATGGGGGGATAAG 
GAAAGATTTATTACTGACAGATGGGCATGCGTTCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGGATAGGGGAACTGAGAGGTTTATCCCCC 
ACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGNCAGCAGTGAGGAATCTTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGCAGACGG 
TCCTAAGGATTGTAAACCTCTTTTTCAGGGGAGTAAAATTAGATACGCGTATTTAATTGCAAGTACCCTGCGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTTGTTTTGTAAGTCAGTGGTGAAACCTGGGGGCTCAACCCCTAGCAT 
GCCGTTGAAACTGCAGAGCTAGAGATTAGAATAGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCATAGATATCATACAGAACCCCGATTGCGAAGGCAGCTT 
ACCGGGCTATATCTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTCGGAGTATGCGATAT 
GAGTGTATGCTTCTTAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTACGTCGGCAACGATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACA 
TGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGATTGAAATATAGATGACAGGCAGCGAGAGTTGTTATCCCTTCGGGGCATCTATGTAGGTGCTGCA 
TGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCCTAACGAGCGCAACCCACATTATTAGTTACTAACAGGTTAAGCTGAGGACTCTAATAAGACT 
GCCGGCGTAAGCCGTGAGGAAGGTGTGGATGACGTCAAATCAGCACGGCCCTTACATCCGGGGCGACACACGTGTTACAATGGTAGGGACAAAGGGCAGCTACCG 
GGCGACCGGATGCGAATCTCCAAACCCTATCCCAGTTCGGATCGGAGTCTGCAACTCGACTCTGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGGAGTCGGGNGTACCTGAAGTACGTAACCGCGAGGGGCGTCCTAGGGTAATACCGGTGA 
CTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGATA 
GGCTTAACACATGCAAGTCGAGGGGCAGCACGGGATTAGCTTGCTAATCTTGGTGGCGACCGGCGTAAGGGTGCGTAACGCGTATGCAACTTGCCTGTCAGTGGG 
GAATAACCCGGAGAAATCCGGACTAATACCGCATACACTTTGGTTTCCGCATGGGGACTTTAGGAAAGATTTATTGCTGACAGATAGGCATGCGTTCCATTAGAT 
AGTTGGTGAGGTAACGGCTCACCAAGTCAACGATGGATAGGGGAGCTGAGAGGCTTATCCCCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGTCCTATGGATTGTAAACTTCTTTAGTAGGTGAGTACAAGCAG 
TTACGTGTAGCTGTAAGCAAGTAACCTAAGAATAAGTATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATACGAGCGTTATCCGGATTTATTGGGT 
TTAAAGGGTGCGTAGGTGGCTTCATAAGTCAGTGGTGAAAAGCTGTGGCTCAACCATAGTCTTGCCGTTGAAACTGTGGAGCTTGAGTGCGGATGAGGTAGGCGG 
AACGCGTAGTGTAGCGNTGAAATGCATAGATATTACGCAGAACTCCGATTGCGAAGGCAGCTTACCAAACCGCAACTGACACTGAAGCACGAAAGCGTGGGTATC 
AAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGATTACTCGGAGTATGCGATATATGGTATGCTCCCAAGGGAAACCGATAAGTAATCCACCTGGG 
GAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGATT 
GAAATGTACATGACGGTTGGGCGAGAGCCTGACTTCCCTTCGGGGCATGTATGTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTG 
CCATAACGAGCGCAACCCACATCGTCAGTTACTAGCAGGTAGAGCTGAGGACTCTGACGAGACTGCCGTCGTAAGGCGCGAGGAAGGTGTGGATGACGTCAAATC 
AGCACGGCCCTTACATCCGGGGCGACACACGTGTTACAATGGTAGGGACAAAGGGCAGCTACCTGGCGACAGGATGCGAATCTCCAAACCCTATCTCAGTTCGGA 
TCGGAGTCTGCAACTCGACTCCGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAG 
CCATGGAAGTCGGGGGTACCTGAAGTGCGTCACCGCAAGGATCGCACGAGGGTAAGACCGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGATGA 
AGTTCCTTCGGGAACGGATTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTATAGAGGGGAATAGCCTTCCGAAAGGAAGATTAATACCGCATAAGA 


TTGTAGCTTCGCATGAAGTAGCAATTAAAGGAGCAATCCGCTATAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTCACCAAGGCGACGATGC 
GTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGAT 
GCAGCAACGCCGCGTGAGTGATGACGGCTTCGGGTTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGGGATGTGAAATACCCGGGCTCAACCTG 
GGTGCTGCATTCCAAACTGGAAATCTAGAGTGCAGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGG 
CGACTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTAGG 
GGTTGTCATGACCTCTGTGCCGCCGCTAACGCATTAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGTA 
GCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACCATGTAATGTGGAAGNNCCTTCGGGAACAGGAAGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAG 
CGAGACTGCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCCGGTACAACGAGATG 
CAATACCGTGAGGTGGAGCAAAACTATAAAACCGGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTACTAGTAATCGCGAATCAGAAT 
GTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTGGTGATCTAACCCGTAAGGGAGGAAGCCACCT 
AAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTATCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATC 
CTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGAGGGGGTAGGAGCTTNCTCCTTGAACCTTAGCGGCGGACGGGTGAGTAACACGT 
GGGTAACCTGCCCTTGAGAGGGGGATAACAGGTCGAAAGGCCTGCTAATACCGCATAATGCTAAGATGCCGCATGGCGTCTTAGCCAAAGGTTAATTCCGCTCAA 
GGATGGGCCCGCGGCCCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGCGATGAAGGCCTTCGGGTTGTAAAGCT 
CTGTCTTCCCTGACGATAATGACGGTAAGGGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCNGAATTACT 
GGGCGTAAAGGGTGCGTAGGCGGCTCTTTAAGTGGGGTGTGAAATCCCTGGGCTCAACCCAGGAACTGCACTCCAAACTGGAGAGCTAGAGTGCAGGAGAGGAAA 
GCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTACTAGGTGTAGGGGGCGAAGCCCTCTGTGCCGCAGCTAACGCATTAAGTACCCCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAG 
GGCTTGACATCCACCGAACCCTGTGGAAACACGGGGGTGCCCTTCGGGGAACGGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGCCTTTAGTTGCCAGCACTTCGGGGTGGGCACTCTAAAGGGACTGCCTGGGTTAACCAGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGCTCTGGGCTACACACGTGCTACAATGGCCGGTACAATGAGTTGCAAACCCGTGAGGGGGAGCTAATCTCAAAAACCGGTCCCAG 
TTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAGTTGCTAGTAATCGCGGGTCAAGCATGCCGCGGTGAATACGTTCCCGGGGCTTGTACACACCGCCC 
GTCACACCATGAGAGCCGGCAACACCCGAAGCCAGTGGGCTAACCCGCAAGGGAGGCAGCTGTTGAAGGTGGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGTA 
GCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATTATGGCTCAGAG 
CGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCTTTCGGGGTTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTGTCCATGGGTGGGGGATAA 
CTTTGGGAAACTGAAGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCGAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGCTAGTTGGTGGGGTAAAGGCCT 
ACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAA 
TGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTTTTCGGATTGTAAAGCACTTTCAGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCCCC 
GGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTGTTACAGTCAGATGTGAAA 
TTCCCGGGCTTAACCTGGGGGCTGCATTTGATACGTGACGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAG 
AACACCGGTGGCGAAGGCGGCAACCTGGCTCATGACTGACGCTGAGGCGCGAAAGCGTGGGGTGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGA 
TGTGTGCTGGATGTTGGATGGCTTGGCCATTCGGTGTCGTAGTTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGACTTGACATGCGGAGGCTGTGTCCAGAGATGGGCATTTCTC 
GCAAGAGACCTCCAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGC 
ACGTCTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTA 
CAATGGCGGTGACAGTGGGAAGCCAGGCAGCGATGCCGAGCGGATCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATC 
GCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAA 
CCGCAAGGACGCAGCCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCATGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAACCT 
TTCGGGGTTAGTGGCGGACGGGTGAGTAACGCGTAGGTATCTATCCATGGGTGGGGGATAACTCTGGGAAACTGGAGCTAATACCGCATGACACCTGAGGGTCAA 
AGGCGCGAGTCGCCTGTGGAGGAGCCTGCGTTCGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGATGATCGATAGCTGGTCTGAGAGGATGATCAGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGT 
CTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAG 
CGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTATGGACAGTCAGATGTGAAATTCCTGGGCTTAACCTGGGGGCTGCATTTGATACGTCCAAACTA 
GAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATAACTGACGCTG 
AGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTGACTTAGTCATTCAGTGTCGTAGTT 
AACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 
ACGCGCAGAACCTTACCAGGGCTTGACATGGGGAGGCTGTATCCAGAGATGGGTATTTCCCGCAAGGGACCTCCTGCACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCATGATTGGGTGGGCACTCTAAAGGAACTGCCGGTGACAAGCCGG 
AGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGCAGCGATGCCGAGCTGA 
TCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCCGCAAGGGGCGCAGCCGACCACGGTCGGGTCAGCGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAG 
AGTTTGATNNTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAACAGGGAGCTTGCTCCGCTGACGAGTGGCGAACGGGTGAGTAA 
TGCATCGGAACGTGCCGTGTAATGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATACGCCCTGAGGGGGAAAGTGGGGGACCGCAAGGCCTCACGTTATA 
CGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAACAAGGCCTTCGGGTTGTAAAGCT 
CTTTCAGGTGGAAAGAAATCGCATCTTTTAATACAGGGTGTGGATGACGGTACCATCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTGTGACTG 
CATAACTAGAGTACGGCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGAGATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGCCAGTAC 
TGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTCGGTGAGGAGACTCATTGAGT 
AACGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAA 
TTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAACTTGCCAGAGATGGCTTGGTGCCCGAAAGGGAACCTGGACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTG 
GAGCCAATCCCAGAAAGCCGATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGTTTACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGCTTCATGA 
CTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTAACTGAACCTTCGGGGAACGTTAACG 


GCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGA 
GGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGAT 
GATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTNT 
GAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGTGGTAGNGTTAATAGCACTATCATTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCT 
CAACCTCGGAATTGCATTTGAAACTGGCAGNCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTG 
GCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTG 
GAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGNCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTC 
TGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGG 
GAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATA 
CAGAGGGCGGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATNGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
TGGATCNGAATGCCACGGTGAATNCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTATCTGAACCTTCGGGG 
AACGATATCGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTC 
GGCTCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATCCCTAGCTGGT 
CTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATG 
CCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAAGGTAGTGTAGTTAATAGATGCATTATTTGACGTTAGCGACAGAAGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTGTGTTAAGTCAGATGTGAAA 
GCCCGGGGCTCAACCTCGGAATAGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGG 
AATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGAC 
GGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCT 
TCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCAC 
GTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACA 
ATGGCGCATACAGAGGGCGGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCG 
CTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAAC 
CTTCGGGAGGACGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCT 
AACACATGCAAGTCGAGCGGAAACGACTTAACTGAACCTTCGGGGAACGTTAAGGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTG 
GGGGATAACCATTGGAAACGATGGCTAATACCGCATAATGCCTTCGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCT 
AGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGTGGAG 
TCGTTAATAGCGGCCTCACTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTAC 
TGGGCGTAAAGCGCATGCAGGTGGTTCNTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGTGGACTAGAGTACTGTAGAGGGG 
GGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGG 
GGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGAC 
CGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTACTCTTGACATCCAGAGAAGCCGGAAGAGATTCTGGTGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACG 
TCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCAGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGT 
AGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTGGGC TGCAAAAGAAGTAGGTAGTTTAACCTTCGGGAGAACGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNTTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTNTCTGAACCTTCGGGGAACGACAAC 
GGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAG 
AGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGA 
TGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTG 
TGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCAGTGAGGAAGGGTGTGTATTTAATAGATGCACANTTTGACGTTAGCTGCAGAAGAAGCACCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGC 
TCAACCTCGGAACTGCATTTGAAACTGGCAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGT 
GGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTT 
GGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGNCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCATAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACT 
NTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACTTCGGGTGG 
GAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATA 
CAGAGGGCGGCCAACTTGCGAGAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
TGGATCNGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCNCGTCACACCATGGGAGTGGGCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTATCTGAACCT 
TCGGGGAACGATAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAAT 
AGCTTCGGCTCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCAACGATCCCTA 
GCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCA 
GCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCAGTGAGGAAGGTNGNTGCGTTAATAGCGTATTAATTTGACGTTAGCTGCAGAAGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTGTGTTAAGTCAGAT 
GTGAAAGCCCGGGGCTCAACCTCGGAATAGCATTTGAAACTGGCACACTAGAGTACTGTAGAGGGNGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATC 
TGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGA 
ATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGAGATGGATTG 
GTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGC 
CAGCGAGTAATGTNGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGT 
GCTACAATGGCGCATACAGAGGGCGGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCG 
GAATCGCTAGTAATCGTGGATCTNAATGCCACGGTGAATNNGTTCCCGGGCCTTGTACACACCGCCCGTCNCACCATGGGAGTGGGCTGCNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTT 
AACTGAACCTTCGGGGGACGTTAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAAT 
ACCGCATGATGCCTACGGGCCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCTAGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCG 


ACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAAGGTAGTGTAGTTAATAGCTGCATTATTTGACGTTAG 
CGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGT 
TAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATAGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATG 
CGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAA 
ACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAG 
AGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
CCTTGTTTGCCAGCGAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGG 
CTACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACTTGCGAAAGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTC 
CATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAG 
AAGTAGGTAGTTTAACTTCGGGGGGACGCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCATGGCTCAGATTGA 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCACAGAGAAACTTGTTTCTCGGGTGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCC 
TGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATAGCTTCGGCTCAAAGAGGGGGACCTTCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGG 
ATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAA 
GGTGGTGTTGTTAATAGCAGCATCATTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCG 
GAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATAGCATTTGAAACTGGCAAGCTAGAGTACTGT 
AGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTA 
AGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGA 
ACCTTACCTACTCTTGACATCTACAGAATCCTGCGGAGACGCNGGAGTGCCTTCGGGAACTGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGAGTCATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGG 
GACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGCGCATACAGAGGGCAGCGAACTAGCGATAGTAAGCGAATCCCAAAAAGT 
GCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGGGAGTGGGC TGCAAAAGAAGCAGGTAGTTTAACTTCGGGAGGACGVT TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTCTGCTGACGA 
GCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATGATAGCTTCGGCTCAAAGAGGGGGAC 
CTNCGGGCCTCTCGCGTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGC 
CACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAG 
GCCTTCGGGTTGTAAAGTACTTTCAGTGGTGAGGAAGGGAGTGTGGTTAATAGCCATATTCTTTGACGTTAGCCACAGAAGAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTC 
GGAGTTGCATTTGAAACTGGCAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGG 
CGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTG 
CGGTCTTGAACTGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGACGGGGGNCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATCCTGCGGAGACGCGGGAGTGCCTTCGGGAGCTCTGAGACA 
GGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCACTTCGGGTGGGAACTCCA 
GGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGC 
GGCGAGACAGCGATGTTAAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAG 
AATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGCAGGTAGTTTAACCTTCGGGGGGACGCTTNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATTCTGGCTCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGC 
ACGAAGGCTTCGGCCTTAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCATGGGTGGGGGATAACTCCGGGAAACTGGAGCTAATACCGCATGATACCTG 
AGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGTCTGCGTTTGATTAGCTTGTTGGTGGGGTAAAGGCCTACCAAGGCGATGATCAATAGCTGGTCTGAGAGGATG 
ATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTG 
AAGAAGGTTTTCGGATTGTAAAGCACTTTCGGCGGGGACGATGATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAG 
GGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTGATACGT 
GCAGACTAGAGTATGAGAGAGGGTTGTGGAATTCTCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTAC 
TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGTAACTTAGTTACTCAGTG 
TCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGCAACGCGCAGAACCTTACCAGGGCTTGTATGGAGAGGCTGTATTCAGAGATGGATATTTCCCGCAAGGGACCTCTTGCACAGGTGCTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTTAGTTGCCAGCATGTTTGGGTGGGCACTCTAAAGAGACTGCCGGTGAC 
AAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGC TACACACGTGCTACAATGGCGGTGACAGTGGGAAGCTAGATGGCGACATC 
GTGCCGATCTCTAAAAACCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGAGCGAACCGCAAGGACGCAGCCGACCACGGTCGGGTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNCGAACGCTGNCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTACTTTCCCTTGTGGATTGCGGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTG 
AGTGATCTGCCCCCAACTTGGGNATAAGCCTGGGAAACTGGGTCTAATTCCCGATAGGACTGCAGGGTGGTGCCTGTGGTGGAAAACGATTTTCTAGTGGTTGGG 
GATGAGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGGCGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACATTGGGACTGAGATACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCC 
TTTCGACCGCGAGGAAGCCGCCTGGTTGGAAGGGTGGTGACGGTAGTGGTAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGA 
GCGTTGTCCGGATTTACTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCGTCTGTGAAAGTCTGGGGCTTAACTCCGGGTGTGCAGGCGATACGGGCTGGCT 
TGAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCAGTCACTGACGCT 
GAGGAGCGAGAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGGTGGGCGCTAGGTGTGGGGACTTTCCATGGTTTCCGTGTCCTAG 
CTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGNCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATG 
CAACGCGAAGAACCTTACCTGGGTTTGACATGCACTAGATTAGGCGAGAGATCGTCTGTCCCTTTGTGGCTGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGTAACCCTTGTCTTATGTTGCCAGCACGTTGTGGTGGGGACTCGTGAGAGACTGCCGGGGTGAACTCGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGTAGGTTGCGAGACCGTGAGGTGGAGCTAAT 
CCTGTAAAGCTGGTCGTAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCACCATTGCTGCGGTGAATACGTTCTCG 
GGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGTAACACCCGAAGCCGNTTGCTCCACTTAGTNTGGGGTGGTNTCGAAGGTGGGATCGGCGATNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCTATAGGCTTAACACATGCAAGTCCGAGGGGAAACGGCATTATGTGCTTGCACATTCTG 
GACGTCGACCGGCGCACGGGTGAGTATCGCGTATCCAACCTTCCCTCCACTCGGGGATACCCCGTTGAAAGACGGCCTAATACCCGATGTTGTCCACATATGGCA 
TCTGACGTGGACCAAAGATTCATCGGTGGAGGATGGGGATGCGTCTGATTAGCTTGTTGGTGCGGGTAACGGCCCACCAAGGCTACGATCAGTAGGGGTTCTGAG 
AGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCG 


TGCAGGATTGACGGCCCTATGGGTTGTAAACTGCTTTTGTTGGGGAGTAAAGCGGGGCACGTGTGCCCYTTTGCATTTACCCTTCGAATAAGGACCGGCTAATTC 
CGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGTGTAGGCGGTCTGTTAAGCGTGTTGTGAAATTTAGGTGC 
TCAACATCTACCTTGCAGCGCGAACTGGCGGACTTGAGTGCACGCAACGTATGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGACGAACTCCGAT 
TGCGAAGGCAGCGTACGGGAGTGTTACTGACGCTTAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTAGTCCGCACGGTAAACGATGGATGCCC 
GCTGTTAGCGCCTGGCGTTAGCGGCTAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAATTGCAGACGCAGGATACAGAGATGTTGACTCCCTTCGGGGCGTCTGT 
GAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTTTCCTTAGTTGCCATCAGGTCATGCTGGGCAC 
TCTGGGGACACTGCCACCGCAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGGCTACACACGTGTTACAATGGCCGGTACAGA 
GGGACGGTGTGATGYAAATCGCATCCAATCTTGAAAGCCGGTCCCAGTTCGGACTGAGGTCTGCAACCCGACCTCACGAAGCTGGATTCGCTAGTAATCGCGCAT 
CAGCCATGGCGCGGTGAATACGTTCCSGGGCCTTGTACACACCGCCCGTCAAGCCATGAAAGCCGGSGGTGCCTGAAGTTCGTAACCGCGAGGAGCGACCTAGGG 
CAAAACTGGTGATTGGGGCTAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATTCTGGCTCAGAGC 
GAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTTTCGGCCTTAGTGGCGGACGGGTGAGTAACGCGTAGGGATCTATCCACGGGTGGGGGACAAC 
TTCGGGAAACTGGAGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAACCTGCGTTCGATTAGCTAGTTGGTGGGGTAAAGGCCTA 
CCAAGGCGATGATCGATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAAT 
GGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCG 
GCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTGTTACAGTCAGATGTGAAAT 
CCCCGGGCTTAACCTGGGAACTGCATTTGATACGTGACGACTAGAGTTCGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGA 
ACACCGGTGGCGAAGGCGGCAACCTGGCTCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGAT 
GTGTGCTGGATGTTGGGAAACTTAGTTTCTCAGTGTCGAAGCTAACGCGCTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACG 
GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGCATGGGGAGGACCGGTTCAGAGATGGACCTTTCTTCG 
GACCTCCCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTTTAGTTGCCAGCACTTTC 
AGGTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGG 
CGGTGACAGTGGGAAGCTACATGGTGACATGGTGCTGATCTCTAAAAGCCGTCTCAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGGTGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCGACCTTAAGCCGGTGAGCGAACCGCAA 
GGACGCAGCCGACCACGGACGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACGGTCTAGCTTGCTAGATGGGTG 
GCGAGTGGCGAACGGGTGAGTAACGCGTAGGAATATGCCTTGAAGTGGGGGATAACTTGGGGAAACTCAAGCTAATACCGCATAAGCTCTAAGGAGGAAAGCTGG 
GGACCGTAAGGCCTGGCGCTTCAAGATTAGCCTGCGTCCGATTAGCTAGTTGGTGGGGTAAGGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGGC 
CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGSMMGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAA 
GAAGGCCTGAGGGTTGTAAAGCACTTTCAGTGGGGAGGAGGATTGACAGGTTAAGAGCTAGTTAATTGGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTGTATAAGTTAACTGTGAAATCCCCGGGCTCAA 
CCTGGGCAGGTCAGTTAAGACTGTATGACTCGAGTATGGGAGAGGGTAGTGGAATTTCCGGTNNNNNNNNNNNNNKCGTAGAGATCGGAAGGAACACCAGTGGCG 
AAGGCGGCTACCTGGCCCAATACTGACACTGAGGCACGARAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCAACTAGCTG 
TTGGCCTTATGAATGAGGTTAGTGGCGCAGCAAACGCGATAAGTKGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGTGAATTTTGCAGAGATGCGGAAGTGCCTTCGGGAACACTG 
ATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCGCGTAAAGGCGGGA 
ACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATGGCCGGTACA 
GAGGGTTGCGAACGGTGACGTGGAGCTAATCTTTTAAAGCTGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGA 
ATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTRTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGTCTAACCTTCGGGAGGACG 
TTTACCACGGTGTGATTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGTAGCCTTATCACATGCAACTCG 
ATCGGGCATAGGAGTATGTCAGNGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACTCAGGGAAACTTGTGCTAATACCGTATACGCC 
CTTTGGGGGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGAT 
GATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGT 
GATGAAGGCCTTAGGGTTGTAAAGCACTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAA 
GGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGCACTGCCTTTGATACT 
GGGTGTCTAGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTA 
CTGACGCTGAGGTGCGAAAGCGTGGGGAGCCCACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGNATGTTAACCGTCGGGCAGATTACTGTTCGGTG 
GCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGTCGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAACCACGCGCAGAACCTTACCAGCCCTTGACATCCCGGTCGCGGACAGTGGAGACATTGTCCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGA 
TAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGG 
TCGAGCTAATCTCCACAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATA 
CGTTCCCGGNTCTTGNACACACCGCCCGACACACCATGGGAGTTGGTTTCCCCCGGGGGTAGTGCNCTACCCCGGAGGGGAGGNAGCTACCCACGGGAGGGTCAG 
CGTGTGGGGTGAAGTCGAAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGCTTATCACATGCAACTCGAT 
CACCCCGTAGGGGGAGAGGCAGACGGGTGAGTAACGCGTGGGAATCTACCGTGCCCTACGGAATAGCTCCGGGAAACTGGAATTAATACCGTATACGCCCTACGG 
GGGAAAGATTTATCGGGGTATGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAG 
CCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAA 
GGTCTTAGGATTGTAAAGCTCTTTCACCGATGAAGATAATGACGGTAGTCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGC 
TAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGGGGTGAAATCCCGCAGCTCAACTGCGGAACTGCCTTTGATACTGGGTAT 
CTTGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACG 
CTGAGGTGCGAAAGCGTGGGGAGCCCACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGTTAACCGTCGGGCAGTATACTGTTCGGTGGCGCAG 
CTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCCAAGGAATTGGCGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAA 
CAACGCGCAGAACCTTACCAGCTCTTGACATCCGGGTCGCGGACAGTGGAGACATTGTCCTTCAGTTAGGCTGGACCCAGGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGNTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAANCC 
GAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGNCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGC 
TAATCTCCACAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCC 
CGGGTCTTGTACACACCGCCCGACACACCATGGGAGTTGGTTTCCCCCGAGGGTAGTGCNCTACCCCGGAGGGGAGGGAGCTACCCACGGGAGGGTCAGCGTCTG 
GGGTGAAGTCGAAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGAATGCTNAACACATGCAAGTCGCACGGG 
CAGCAATGTCAGTGGCGGACGGGTGAGTAACGCGTAGGAACGTGTCCGAGGGTGGGGGATAACGCTGGGAAACTGGCGCTAATACCGCATATCTCCTGAGGGAGA 
AAGCAGCGATGCGCCCATGGAGCGGCCTGCGTCCGATTAGCTAGTTGGTGGGGTAAAGGCTTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATTCCGCGTGGGTGAAGAAGG 
TCTTCGGATTGTAAAGCCCTTTCGACAGGGACGATGATGACGGTACCTGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTA 
GCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCACACACAGTCAGGCGTGAAATTCCCGGGCTTAACCTGGGGACTGCGCTTGATACATGTGAGCT 


AGAGGATGGAAGAGGCTCGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCGAACTGGTCCATTACTGACGCT 
GAGGCGCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTAGTCCACNCTGTAAACGATGTTCGCTGGATGTTGGGTGACNTANTCACTCAGTGTCGTAAC 
TAACGCGATAANCGCNCCGCCTGGGGAGTACGGCCNCAAGGTTAAAACTCAAAGGAATTGNCGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGC 
AACGCGCAGAACCTTACCAGCTCTTGACATCTGTCGGACATCGCAGAGATGCGTTGGTGTTCCGCAAGGGACGGCAAGACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCATGTTTGGGTGGGCACTCTAGAGGAGCTCCCGGTGACAAACCG 
GAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGAGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGAAGCCAGGTCGCGAGNCCGAGCGG 
ATCCCAAAAAGCCGTCTCAGTTCAGATTGCACTCTGCAACTCGGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCG 
GGCCTTGTNCACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTTAAGCCGATGTGGCATCCGCAAGGAGCTAGTCGACCACGGTAGGGTCAGCGACTGGGGT 
GTAGTCGNAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACG 
CTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGATCCGTGTTACGGAGGTCTTTGGACCGAAGTGGCATGGTGAGAGTGGCGGACGGGCGAGTAACGCGTGAG 
CAACCTGCCCTATGCTGGGGGATAACACCGGGAAACCGGTGCTAATACCGCATAAGACCACAGTGACGCATNTCACAGTGGTAAAAGCTGAGGCGGCATAGGATG 
GGCTCGCGTCCGATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGATCGGTAGCCGGACTGAGAGGT TGGCCGGCCGCATTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGGAGGAAGAAGGCCTTTGGGTTGTAAACTCCTTTG 
ATCGGGGACGAAGATGACGGTACCCGAACAAGAAGCCACGGCTAAGTAGCTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTG 
TAAAGGGCGTGTAGGCGGGGTGCCAAGTCAGGTGTGAAATACCGGGGCTTAACCTCGGGGGTGCATCTGAAACTGGTGCTCTTGAGTGCCGGAGAGGAAAGCGGA 
ATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGTAGTTAACACAATAAGTATCCCACCT 
GGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGG 
CTTGACATCCCCCTGACGGATGTAGAGATACATCTTCTCCGCAAGGAGCAGGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCGTTAGTTGCCAGCAGTAAGATGGGCACTCTAACGAGACTGCCGGCGAGAAGTCGGAGGAAGGTGGGGATGACGTCAAA 
TCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGACTACAGAGGGAAGCAAATCCGCGAGGAGGAGCAAATCCCGAAAGGTCGTCCCTGTTCG 
GATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATGGCAGGTCAGCATACTGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
ACCATGAGAGCTGGCAACACCCGAAGCCGGTAGCCTAACCGAGAGGGGGGCGCCGCCGAAGGTGGGGTCAGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAT 
CGGAAGGTGCGGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGC 
GTGCCTAACACATGCAAGTCGAGCGAGAAGAGCTCCTTCGGGAGTAATTCTAGCGGCGGACGGGTGAGTAACACGTGGCCAACCTACCTTAGTGAGGGGGATAGC 
CTCCCGAAAGGGAGATTAATACCGCATAACATTATTCTATCGCATGATAGAATAATCAAAGGAGCAATCCGCACTAAGATGGGCCCGCGGCGCATTAGCTAGTTG 
GTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGCGATGAAGGTCTTCGGATTGTAAAGCTCTGTCTNTAGGGACGATAATGACGGTACC 
TAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGTATGTAGGCGGATATTT 
AAGTCAGATGTGAAATTCCCGGGCTTAACCTGGGCGCTGCATTTGATACTGGATATCTAGAGTGTGGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGC 
GTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACCATAACTGACGCTGAGATACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT 
CCACGCCGTAAACGATGAATACTAGGTGTCGGGGGTTACCACCCTCGGTGCCGCAGCAAACGCAATAAGTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAAC 
TCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCGTAA 
TGGAGGAAGCCCTTCGGGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTT 
AGTTGCTACCATTAAGTTGAGCACTCTAACGAGACTGCCGCGGTTAACGTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACAC 
ACGTGCTACAATGGCCGGTACAACGAGATGCAAACCCGTGAGGGGGAGCCAAACTCCAAAGCCGGTCCCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAG 
TCGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTGAGAGGATGAGAGCCGGTAACACCCGAAGTCCG 
TGAGGTAACCTTTATGGAGCCAGCGGCCGAAGGTGGGATTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTC 
TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGNACGG 
AGAATTTTATTTCGGTAGAATTCTTAGTGGCGAACGGGTGAGTAACGCGTAGGCAACCTACCCTTTAGACGGGGACAACATTCCGAAAGGAGTGCTAATACCGGA 
TGTGATCATCGTGCCGCATGGCAGGATGAAGAAAGATGGCCTCTACAAGTAAGCTATCGCTAAAGGATGGGCCTGCGTCTGATTAGCTAGTTGGTAGTGTAACGG 
ACTACCAAGGCGATGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCG 
CAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGATTTCGGTCTGTAAAGCTCTGTTGTTTATGACGAACGTGCAGTGTGTGAACAATGCATT 
GCAATGACGGTAGTAAACGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCAT 
GTAGGCGGCTTAATAAGTCGAGCGTGAAAATGCGGGGCTCAACCCCGTATGGCGCTGGAAACTGTTAGGCTTGAGTGCAGGAGAGGAAAGGGGAATTCCCAGTGT 
AGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGCCTTTCTGGACTGTGTCTGACGCTGAGATGCGAAAGCCAGGGTAGCGAACGGGATTAG 
ATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGG 
CCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATTGA 
TTGAACGCTCTAGAGATAGAGATTTCCCTTCGGGGACAAGAAAACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCCTATCCTATGTTACCAGCAAGTAAAGTTGGGGACTCATGGGAGACTGCCAGGGACAACCTGGAGGAAGGCGGGGATGACGTCAAGTCATCATGCCC 
CTTATGTCTTGGGCTACACACGTACTACAATGGTCGGAAACAGAGGGAAGCGAAGCCGCGAGGCAGAGCAAACCCCAGAAACCCGATCTCAGTTCGGATCGCAGG 
CTGCAACCCGCCTGCGTGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTNCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAA 
GTTGGTAACACCCGAAGCCGGTGAGGTAACCTATTAGGAGCCAGCCGTCTAAGGTGGNGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGCT 
NATAGGCCTTCGGGCGCTGACGAGTGGCGGACGGGTGAGTAATGCCTCGGAATCTGCCATGTTGTGGGGGATAACTTGGGGAAACTCTTGCTAATACCGCATACG 
ATCTACGGATGAAAGCGGGGGACCTTCGGGCCTGGCGCTAATAGATGAGCCTATGTTGGATTAGCTAGTTGGTGGGGTAAAGGCTTACCTAGGCGACGATNCNTA 
GCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAGGGCCCAGACTCCTACTGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCA 
GCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTCAATAGGAAGGAATACCTGCCGGTTAATACCCGGTAGACTTGACATTACCTATACAAGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTGATTTAAGTCAGAT 
GTGAAAGCCCTGGGCTTAACCTGGGAACTGCATTTGATACTGGGTCACTAGAGTTGAGTAGAGGAGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATC 
TGAAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTCAAACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGATGTCAACTAACTGTTGGGTTATTAAAGAACTTAGTAGTGGAGCTAACGTATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAATGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCAGAGAATCTGTTAGAGATAGCGGA 
GTGCCTTCGGGAGCTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCCCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTTGC 
CAGCGAGTAATGTCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCTATATGGCCCTTATGGGAAGGGCTACACACGT 
GCTACAATGGCCGGTACAGAGGGCAGCGAAACCGTGAGGTCAAGCAAATCCCACAAAGCCGGTCGTAGTCCGGATTGCACTCTGCAACTCGACTGCATGAAGTCG 
GAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAG 
CTAAACCTTCGGGAGGGCGCTTACCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGAATGAACGC 
TGGCGGCGTGCCTAACACATGCAAGTCGTACGCGAAAGAAGGGCAACCTTCGAGTAAAGTGGCGCACGGGTGAGTAACACGTGGATAACCTGCCCCAAAGTCTGG 
GATAACGTGCCGAAAGGTGCGCTAATACCGGATACCTTTGTGTCTCACAAGAGGTATAAAGAAAGGAGGCCTCTGCTTGCAAGCTTTCGCTTTGGGATGGGTCCG 
CGGCCTATCAGGTAGTTGGTAGGGTAACGGCCTACCAAGCCTACGACGGGTAGCTGGTCTGAGAGGACGATCAGCCACATTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGAGAAATCCTGACCCAGCAACGCCGCGTGGAGGATGAAGGCCTTCGGGTTGTAAACTCCTGTCAGCAGG 
GAAAAAGATTGCAAAAGCTAATACCTTTTGCAGTTTGATGGTACCTGCTAAGGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGC 


GTTATTCGGAATCACTGGGCGTAAAGGGCGCGCAGGCGGTTTTGTAAGTCTAAAGTGAAATCCTTGGGCTTAACCCAGGGGCTGCTTTAGATACTGCAAAACTCG 
AGTTCGGGAAAAGCAAGCGGAATTCCTGGTGNAGGGGTGAAATCCGTAGATATCAGGAAGAACACCAGTGGCGAAAGCGGCTTGCTAGAACGCAACTGACGCTTA 
GGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGATGTTAGGCGTTGGGAAGTACACTTCCCAGTGCCGTAAGCTA 
ACGCGTTAAACATCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGNCGGGGGCCCGCACAAACGGTGGAGCATGTGGTTTAATTCGAAGGTA 
CACGGAGAACCTTACCTGGGCTTGACATGCTAGTAGTAGGAGCCCGAAAGGGTAACGATTCTTGCCTTCGGGCAAGAAAGCTAGCACAGGTGCTGCATGGCTGTC 
GTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGGCATTAGTTGCTAACAGGTTATGCTGAGCACTCTAATGCGACCGCCGGGGA 
TAACCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGGATGTACAATGGGTTGCAATACCGCGAGGT 
GGAGCTAATCCCTAAAGCATCCCACAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGCTGGAATCGCTAGTAATCACCGGTCAGCTATACGGTGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTCTACTGTAAGACGGTAGGCTAACCCGTTAAGGGAGGCAGCCGCNCATGGTAGGGTCA 
GCGACCGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAAGCGGGCAACCTGGCGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACG 
TGCCCAGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGACCTGAGGGTGAAAGGGGGGGATCGCAAGACCTCTCGCTATTGGAGCGGCCGAT 
GTCAGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGCCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCYTGATCCAGCCATGCCGCGTGCGGAAGAAGGCCTTCGGGTTGTAAACCGCTTTTGTCAGGGA 
AGAAATCTTCTGGGCTAATACCTCGGGAGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTA 
ATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCAAGGCTTGAGTG 
CGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCAC 
GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAAGGTTCCTTCTCAGTAACGTAGCTAACGCGT 
GAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAA 
AAACCTTACCTACCCTTGACATGGCAGGAATCCTGAAGAGATTTGGGAGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGAT 
GACGTCAGGTCCTCATGGCCCTTATGGGTAGGGC TACACACGTCATACAATGGCCGGTACAGAGGGCTGCCAAYCCGCGAGGGGGAGCCAATCCCAGAAAACCGG 
TCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCGGTGAATACGTTCCCGGGTCTTGTACACAC 
CGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAG 
GTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATTCTGGC 
TCAGAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGAAGGTTTCGGCCTTAGTGGCGGACGGGTGAGTAACGCGTAGGTATCTATCCATGGGTGGG 
GGATAACACTGGGAAACTGGTGCTAATACCGCATGACACCTGAGGGTCAAAGGCGCAAGTCGCCTGTGGAGGAGCCTGCGTTTGATTAGCTAGTTGGTGGGGTAA 
AGGCCTACCAAGGCGATGATCAATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATT 
GGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGA 
AGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACAGTCAGAT 
GTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTGATACGTGCAGACTAGAGTGTGAGAGAGGGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATT 
GGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGT 
AAACGATGTGTGCTAGATGTTGGGTGACTTAGTCATTCAGTGTCGCACTTAACGCGTTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGGCGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGGCTTGAATGTAGAGGCTGCAAGCAGAGATGTTTGT 
TTCCCGCAAGGGACCTCTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTG 
CCATCAGGTTGGGCTGGGCACTCTAGAGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACG 
TGCTACAATGGCGGTGAGAGTGGGAAGCTAGGTGGTGACACCATGGTGATCTCTAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGTG 
GAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTGACCTTAAGCCGGTGA 
GCGAACCGCAAGGACGCAGCGACCACGGTCGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCTTAACACATGCAAGTCGAGCGATGAAGTTCCTTCGGGAATGGATTAGCGG 
CGGACGGGTGAGTAACACGTGGGTAACCTGCCTCATAGAGGGGAATAGCCTTTCGAAAGGAAGATTAATACCGCATAAGATTGTAGTTTCGCATGAAACAGCAAT 
TAAAGGAGTAATCCGCTATGAGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGG 
CCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAC 
GGTCTTCGGATTGTAAAACTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAAGTGGGATGTGAAATACTCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGATAT 
CTAGAGTGCAGGAGAGGAAAGTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACA 
CTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTGGGGGTTGTCATGACCTCCGTGCCGCC 
GCTAACGCATTAACTATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGAATTACTCTGTAATGGAGGAAGCCCCTCGGGGCAGGAAGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCTGGTACAGAGAGATGCAATACCGTGAGGTGGAGCCAAAC 
TTTAAAACCAGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACCGCAAGGAGGCAGCGACCTAAGGTAGGGTCAGNGATTGGGGTGAA 
GTCGNAACAAGGTAGCCGNAGGAGAACCTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCGTGC 
CTAACACATGCAAGTCGAGCGGAGATGATCTGAAGTTTACTNTGGGTCGTCTTAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTGCCTTTCACAGGGGGATA 
ACACAGGGAAACTTGTGCTAATACCGCATAACACAGCGAGGTAGCATTACCTTGTTGTCAAAGGAGCAATCCGGTGATAGATGGGCCCGCGTCCAATTAGCTAGT 
TGGTGATGTAACGGACCACCAAGTCGACGATTGGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGTTTTCGGATTGTAAACTTCTTTAGTCAGGGACGAAACAAATGACG 
GTACCTGAAGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGG 
AATGTAAGTCAGATGTGAAATCCCTGGGCTCAACCCTGGAGCTGCATCTGAAACTATGTTTCTTGAGTGTCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGA 
AATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCTGTAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACACAATAAGTATCCCACCTGGGGAGTACGGCCGCAAGG 
TTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATACAGATGAATA 
GTGCAGAGATGTGCTAGTCCTTCGGGACATCTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
CTGTTGTTAGTTGATAACATTTAGTTGATCACTCTAGCGAGACTGCCGGTGATAAATCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTG 
GGCTACACACGTACTACAATGGCTATTACAGAGGGAGGCTAAGCCGCAAGGTGGAGCAAATCCCCAAAAATAGTCCCAGTTCAGATTGTGGGCTGCAACCCGCCC 
ACATGAAGTCGGAATTGCTAGTAATGGCAGGTCAGAATACTGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCTGCAACACCC 
GAAGTCGATAGTCTAACCGCAAGGGGGACGTCGCCGAAGGTGGCGCCGATGATTGGGGTGAAGTCGCAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACC 
TCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCTTAACACATGCAAGTCGAGCGAAGCACCAAAAGCGGAAGCCTTC 
GGGTGGAAGCATTTGTGACTGAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGAGGGATAACAGCTGGAAACGGCTGCTAATACCTGATAAT 
AATGTTTTTCCGCATGGGAGGACATTCAAAGAGTTATCGGTATGAGATGGACCCGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCAG 
TAGCCGACTTGAGAGAGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATG 
CAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG 


CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCGTGGTAAGTCAGATGTGAAAGCCCGGGGCTCAACCCC 
GGGACTGCATTTGAAACTATCATGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG 
CGGCTTACTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGG 
GGTCAAAAGACCTTCGGTGCCGCAGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCTTCTGACCGTCCCGTAACGGGGACTTCTCTTCGGAGCAGGAGAGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTAGCCAGCATTTCGGATGGGCACTCTA 
GAGAGACTGCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACAATGGTGNCNACAAAGTGA 
AGCAGCCTCGTGAGAGTGAGCAAATCACAAAAAAGCATCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGA 
ATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGAAATGCCCGAAGTCAGTGACCCACCCGTAAGGAGGGAGNTGCCG 
AAGGTGGAGCCNATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGNTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNCGGCGTGCTTAACACATCCAAGTCGANCGAACTGAGAGGAGCTTNCTCCNNGANCTTAGTGGCGGACGGGTGAGTAACGCGTGGGTA 
ACCTGCCCCATACAGGGGGATAACGTTTGGAAACGAACGCTAATACCGCATAACCTATCGGTATTCGCTTGATTATNATAGTAAAGATTTATCGCCATAGGATGG 
ACCCGCGTTGGATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATCCATAGCCGGCCTGAGAGGGTGAACGGCCACATTGGGACTGAGACACGGCCCA 
AACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGTCTTCGGATTGTAAACTTCTATCA 
GCAGGGAAGAAAAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGG 
TGTAAAGGGAGCGTAGGCGGTTAGTTAAGTCAGAAGTGAAATTTAGGGGCTCAACCTCTAAGCTGCTTCTGAAACTGATGAACTAGAGTGTGGGAGAGGAAAGTG 
GAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACCATAACTGACGCTGAGGCACGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATGCTAGGTGTCGGGGCTTACGGGTCTCGGTGCCGAAGTTAACACATTAAGCATTCCACCT 
GGGAAGTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAAA 
CTTGACATCCCGATGACCGGNCTGTAATCGCTCCTTCCCTAGCTTGCTAGGACATNGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTAGCCAGCATTAAGTTGGGCACTCTAGAGAGACTGCCAGGGATAACTTGGAGGAAGGTGGGGATGACGT 
CAAATCATCATGCCCCTTATGTTTAGGGCTACACACGTGCTACAATGGCTGCTACAAAGGGAAGCGATCTCGCGAGAGTCAGCAAACCTCAAAAAAGCAGTCCCA 
GTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCC 
GTCACACCATGGGAGTTGGGNNNGCCCAACGCCGGTGACCCAACCCTTCGGGGAGGGAGCCGTGTAAGGCAAAACCAATAACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTATCGGAAGGTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACNCTGGCGGCGTGCTTAACAC 
ATGCAAGTCGAGCGAAGCGATTTCANGGAAGTTTTCGGACGGAATTGAAATTGACTGAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGG 
GATAACAGTTGGAAACGACTGCTAATACCGCATAAGCACACAGTGCCGCATGGTACGGTGTGAAAAACTCCGGTGGTATGAGATGGACCCGCGTCTGATTAGGTA 
GTTGGTGAGGTAACGGCCCACCAAGCCGACGATCAGTAGCCGACCTGAGAGGGTGACCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGG 
TACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCA 
CTGCAAGTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGGTGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAA 
ATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGGAGCAAAGCTCTTCGGTGCCGCCGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAAT 
GAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCGGAATGACCGGG 
ATGTAACGATCCCTTCCCTTCGGGGCATTCCAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TATCCTTAGTAGCCAGCAGGTCAAGCTGGGCACTCTGGGGAGACTNCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTT 
GGGCTACACACGTGCTACAATGGCGTAAACAAAGGGAGGCAAAGGAGCGATCTGGAGCAAACCCCAAAAATAACGTCTCAGTTCGGATTGTAGTCTGCAACTCGA 
CTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAACGC 
CCGAAGTCAGTGACCCACCCGTAAGGAGGGAGCTGCCGAAGGCGGGACTGATAACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCA 
CCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAATACATGCA 
AGTCGAACGATGATATCACTGCTTGCAGTGATTGATTAGTGGCGAACGGGTGAGTAACACGTGAGGAACTTGCCCATGAGCGGGGGACAACATTCGGAAACGGAT 
GCTAATACCCCATAGGTGGATTGGTCGCATGACGAATTCATTAAAGGTGGCTTTGCTACCACTCATGGATANTCGCGGCGTATTAGCTAGTTGGTAAGGTAATGG 
CTTACCAAGGCAGTGATACGTAGCCGACTTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCA 
CAATGGGTGCAAACCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTCTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACACGTGCTAGGTAACTACTAGCGC 
CTTGACGGTATCTAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGC 
AGGCGTCTGTTTAGTCTAATGTGAAAGCCCACGGCTTAACCGTGGAACGGCATTGGAAACTGACAGACTTGAATGTAGAAGAGGAAAATGGAATTCCAAGTGTAG 
CGGTGGAATGCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGATTTTCTGGTCTAACATTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGCTTTCCGGCCCTCGGTGCTGGAGCTAACGTATTAAGCACTCCGCCTGGGGATTACGACC 
GCAAGGTTGAAACTCAAAGGAATTGACGGGGACCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACTTACCAGCTCTTGACATCTTCTGA 
CAACTCTAGAGATAGAGCGTTCTTCGGGGACAGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAAGCAGCGCAA 
CCCTTGTTGTTAGTTGCCAGCATTAAGTTGGGCACTTTAACGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGAG 
CTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGATCCCGCAAGGGCTAGCTAATCTTTCAAAGCCATTCTCAGTTCGGATTGCACTCTGCAACTC 
GAGTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATCCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGAAAC 
ACCCGAAGTCGGCCGGCCAACCCTATGGGAGGCAGCCGTCGAAGGTGGGTTGAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGA 
TCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCACGGCCTTGG 
GGTTTTCCTTGGGGTTGGTGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTNCCCTCTTCTTTGGGATAACGGTCGGAAACGGNTGCTAATACTGGATATTC 
ACACATTGTCGCATGGTGGTGTGTGGAAAGGTTTTTTCTGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCTTACCAAGGCTTTGACGG 
GTAACCGGCCTGAGAGGGTGACCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGGAAGTCTGAT 
GCAGCGACGCCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCAGCTTTGGGTTGTGGTGAGGGTAGTGGGTAAAGAAGCG 
CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGANCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTGGTTGCGTCTGCCGTGA 
AAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGCCTGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGG 
AGGAACACCGGTGGCGAAGGCGGGTCTCTGGCCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATNCTGTAAA 
CGTTGGGCACTAGGTGTGGGGGCCACCCGTGGTTTCCTGCGCCGTAGCTAACGCTTTAAGTNCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGCACCCAGAGCCTCCAGAGATGGGGGT 
GCATTTGGTTGGGGGTGTGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTAAGTCCCGCAACGAGCGCAACCCTTGCCCTATGTTGCCAG 
CACGTTGTGGTGGGGACTCGTGGGGGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTTCACGCATGCT 
ACAATGGCTGGTACAGAGGGTTGCGATGCTGTGAGGCGGAGCGAATCCCTTAAAGCTGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGGTGGAG 
TCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTTGGTAACACCCGAAGCNCATGGCC 
TAACCGGTTTTCCGGGGNGAGTGGTCGAAGGTGGGATTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCGTGGCAATACGAGCGGCAGACGGGTGAGTAACGCGTG 
GGAATCTACCCTTTTCTACGGAATAACGCAGGGAAACTTGTGCTAATACCGTATGAGCCCTTCGGGGGAAAGATTTATCGGGAAAGGATGAGCCCGCGTTGGATT 
AGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAAT 


GACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGG 
CGGACATTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGGTGTCTAGAGTCCGGAAGAGGTGAGTGGAATTCCGAGTGTAGAG 
GTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCGGAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCAGTTTACTGTTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAA 
GATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGGTCGC 
GGATACGAGAGATCGTATTCTTCAGTTCGGCTGGACCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGCCCTTAGTTGCCAGCATTTGGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT 
ACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCA 
ACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGG 
TTCTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGA 
GAGGTTACCTTCGGGTAACCAAAACCGGCGCACGGGTGCGTAACGCGTATACAATCTGCCTTTCACATAGGGATAGCCCGAAGAAATTTGGATTAATACCTAATG 
GTATATAGGAGCGGCATCGTTTTTATATTAAAGCTACGGTGGTGAAAGATGAGTATGCGTTCTATTAGCTAGTTGGAGAGGTAACGGCTCCCCAAGGCGACGATA 
GATAGGGGTTCTGAGAGGGATGTCCCCCACACTGGTACTGAGATACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGTCGGAAGACTGA 
TCCAGCCATGCCGCGTGCAGGATGAAGGTCCTATGGATTGTAAACTGCTTTTGTAAGGGAAGAATAAGGAGTACGTGTACTTTGATGACGGTACCTTACGAATAA 
GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCTGATAAGTCAGAGG 
TGAAAGCGCTTAGCTCAACTAAGCAACTGCCTTTGAAACTGTCAGTCTTGAATGATTGTGAAGTAGTTGGAATGTGTAGTGTAGCGGTGAAATGCTTAGATATTA 
CACAGAACACCGATAGCGAAGGCATATTACTAACAATTTATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTA 
AACGATGGATACTAGCTGTTTGGAGCAATCTGAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAAGGTTTAAATGGGAACTGACAGAGGTAGAGATACCTCCTTCTT 
CGGACAGTTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGCCATTAGTTGCTAACGAGTC 
AAGTCGAGCCCTCTAGTGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACATCTTGGGCTACACACGTGCTACAATG 
GCCGTTACAGAGAGCAGCCACTGCGCGAGCAGGAGCGAATCTATAAAGACGGTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAG 
TAATCGGATATCAACCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAACCATGGAAGCTGGGGGTACCTGAAGACGGTCACCGCGAGGA 
GCTGTTTAGGGTAAAACTAGTGACTGGGGC TAAGTCGTAACAAGGTAGCCGTACCGGAAAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGAGAAGCCCTTTCGGGGGCAGAAACCGGCGCACGGGTG 
CGTAACGCGTATGCAACCTACCTTTCACAGGGGGATAGCCCGAAGAAATTTGGATTAATACCCCATAATATTATTGGATGGCATCATTTGATAATTAAAACTGCG 
GTGGTGAAAGATGGGCATGCGTCCTATTAGCTAGTTGGAGTGGTAACGGCACCCCAAGGCTACGATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTAC 
TGAGACAGGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGAATGCCTTATGGGT 
TGTAAACTGCTTTTATATGGGAAGAATAAGGTGTACGTGTACATTGATGACGGTACCATATGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGATGCGAGCGTTATTCGGAATCATTGGGTTTAAAGGGTCTGTAGGCGGGCTATTAAGTCAGAGGTGAAAGGTTTCAGCTTAACTGAGAAATTGCCTTTGATA 
CTGGTAGTCTTGAATATCTGTGAAGTTCTTGGAATGTGTAGTGTAGCGGTGAAATGCTTAGATATTACACAGAACACCGATTGCGAAGGCAGGGGACTAACAGAC 
AATTGACGCTGAGAGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGCTGTTTGGCGCAAGCTGAGTGGC 
TAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGCACGCAAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GATGATACGCGAGGAACCTTACCAAGGTTTAAATGGGGACTGACAGGTGTAGAGATACGCCCTTCTTCGGACAGTTTTCAAGGTGCTGCATGGTTGTCGTCAGCT 
CGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTATTGTTAGTTACCAGCACGTAAAGGTGGGGACTCTAGCAAGACTGCCGGTGTAAACCGT 
GAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACATCTTGGGCTACACACGTGCTACAATGGTCGTTACAGAGAGCAGCCACTGCGCGAGCAGGAGCGA 
ATCTATAAAGACGATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTACCTGAAGTCGGTCACCGCAAGGAGCTGCCTAGGGTAAAACCAGTGACTGGGNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGT 
GATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCGCGCGCTTCATGGTGTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGG 
CCCGCGGCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGT 
ATCGGCGAAGCTCCGTGGTTTTCTGCGGGGTGACGGTAGGTACAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGT 
CCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTCCGTGAAAACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTAC 
TGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTTAGGGATCCGTGCCGTAGCTAA 
CGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAAC 
GCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGTAGAGATATCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAG 
GTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATCCCGTGAGGGTTAGCGAATCCTTT 
AAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTGGGAGGGAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAAGANGTGAACGTTGCTCCCATTGTT 
CAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAATACCGAATAGTTTGCGGCCTCTCCTGAGGCT 
GCACGGAAAGACGGTTTCGGCTTTCACTTNCAGAATGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAG 
AGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCG 
TGAGTGACGAAGGTTTTCGGATCGTAAAACTCTGTTGTGAGGGAAGAACAAGTACCAAGTAACTACTGGTACCTTGACGGTACCTCACCAGAAAGCCACGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGTTCCTTAAAGTCCGATGTGAAAGCCCAC 
GGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACC 
AGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCANTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCACTGACCGGTGTAGAGATACGCTTTTCCTTCGGGG 
ACAGTGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGT 
TGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACG 
NTACAAAGGGCTGCAACCCCGCGAGGGCAAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAA 
TCGTGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACNCCCNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGATAGTGGAGCTTGC 
TCCATTATCTTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAATACCGNATAGTTTGCGGCCT 
CTCATGAGGCTGCACGGAAAGACGGTTTCGGCTNTCACTNACAGAATGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCACGATGCGTA 
GCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGA 
GCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTGAGGGAAGAACAAGTACCAAGTAACTACTGGTACCTTGACGGTACCTCACCAGAAA 
GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCTTTAAGTCTGATG 


TGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGT 
GGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATNCCCTGGTAGTCCACGCCGTA 
AACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCANTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGCCTAGGAGACTAGGCT 
TTTCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTG 
CCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTG 
CTACAATGGACGGTACAAAGGGCTGCAAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGG 
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGG 
GAAAGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCCTGGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGC 
ATACGCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGAACCCAGGTGGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATC 
CCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGA 
TGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTGGCGCCTAATACGTGTCAACTGTGACGTTACTCGCAG 
AAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGGATAAGTT 
AGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTAAAACTGTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGA 
GATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGAGACGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAA 
ATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCTGGAATCCTGTAGAGATAC 
GGGAGTGCCTTCGGGAATCAGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTG 
TTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACAC 
ACGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCTAGCGATAGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAA 
GTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAG 
ATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGCCAAATCTTCCTGCTTGCAGGAAGAGGCGG 
AGTGGCGAACGGGTGAGTAACACGTGAGGAACTTGCCCATAAGAGGGGGATAACACCCGGAAACGGGTGCTAATACCGCATAAGTTTTCCCAGTGCATGCTGGGA 
AAATAAAAGGTGGCTCTNTACCGCTTATGGATANNTCGCGGCGCATTAGCTAGTTGGTAGGGTANAGGCCTACCAAGGCCATGATGCGTAGCCGACTTGAGAGGG 
TGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGTGCAAGCCTGATGGAGCAATGCCGCGTGAG 
TGAAGAAGGACTTCGGTTCGTAAAGCTCTGTTGTTGGGGAAGAACACGGATAGGAGTCACTGCCTATCCCTTGACGGTACCCAACCAGAAAGTCACGGCTAACTA 
CGTGCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCCGGTAAGTCTGATGTGAAAGCCCACGGC 
TCAACCGTGGAACGGCATTGGAAACTGGCGGACTTGAATGTAGCAGAGGAAAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGT 
GGCGAAAGCGACTTTCTGGGCTATGATTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTA 
AGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGGAGTTAACGCATTAAGCACTCCGCCTGGGGATTACGACCGCAAGGTTGAAACTCAAAAGAATTGACGGGGGACC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGCTCTTGACATCTTCTGCTAGCTTCAGAGATGAAGCGTTCCCTTCGGGGAC 
AGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATTGTTAGTTGCCAGCATTGAGTTGG 
GCACTCTAGCAAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGAGCTGGGCTACACACGTGCTACAATGGATGGTA 
CAACGAGTGGCGAGACCGCGAGGTTTAGCTAATCTCCCAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCG 
CGGATCAGAATGCCGCGGTGAATTCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTCTGAAACACCCGAAGCCGGCCGGGCAACCATTTGGAGC 
CAGCCGTCGAAGGTGGGTTGGATGATTGGGGTNAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNTTGTTTGGAGAGTTTGATTCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTTTCGGGGGTACT 
CGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACTACGCGATGCATGTCGT 
GTGGTGGAAAGCTTTTGCGGTGTGGGATGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGAC 
CGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGAT 
GACGGCTTCGGGTTGTAAACCTCTTTCGGTGCCGACGAAGCGCAAGTGACGGTAGGCATAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTCAACTGTGGGCGTGCGGGCGATAC 
GGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTA 
ACTGACGCTGAGGAGCGAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATC 
CGTGCCGTACTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGAAATTGACGGGGGCCGCACAAGCGGCGGAGCATGTGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGG 
AGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCG 
GNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGTTTGGAGAGTTTGATTCTNGCTCAGGACGAACGCTGGCGGCGTGCTTAACA 
CATGCAAGTCGAACGGTAAGGCCCTTTCGGGGGTACACGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGGGATAAGCTTGGGAAACTG 
GGTCTAATACCGGATATGACCATGGACTTCACGGTTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCT 
ACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA 
TGGGCGCAAGCCTNATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGACGAAGCGCAAGTGACGGTACCTATAGAAGAA 
GCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTNGTTTGTCGCGTTGTTCG 
TGAAAACTCACAGCTCAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCA 
GGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGG 
AATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGNAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGCCTAGAGATAGGT 
GTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCC 
AGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATG 
CTACAATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGG 
AGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGG 
CCTAACCCCTAAGGAGGGAGCCGTCGAAGGTGGGATCGGCGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGTGGCGGACG 
GGTGAGTAACGCGTAAAGAACTTGCCTCNCNGTTAGGGACAACATTTGGAAACGAATGCTAATNCCTNATATTATGATTTTAGGGCATCCTAAGATTATGAAAGC 
TATATGCGCTGTGAGAGAGCTTTGCGTCCCATTAGCTAGTTGGAGAGGTAACGGCTCACCAAGGCGATGATGGGTAGCCGGCCTGAGAGGGTGAACGGCCACAAG 
GGGACTGAGACNCGGCCCNNNCTCCTACGGGAGGCNGCNGTGGGGAATATTGGACAATGGACCAANAGTCTGATCCAGCNATTCTGTGTGCNCGATGACGTTTTT 
CGGAATGTAAAGTGCTTTCAGTTGGGAAGAAAAAAATGACGGTACCAACAGAAGAAGTGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCACNAG 
CGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTATGTAAGTCTGATGTGAAAATGCAGGGCTCAACTCTGTATTGCGTTGGAAACTGCATAACTAG 
AGTACTGGAGAGGTAAGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTGGACAGATACTGACGCTAA 


AGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTAGGTGTTGGGGGTCGAACCTCAGCGCCCAAGCTAACG 
CGATAAGTNATCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGNAACGCG 
AGGAACCTTACCAGCGTTTGACATCTTAGGAATGAGACAGAGATGTTTCAGTGTCTTCGGGGAAACCTAAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTNTCGTATGTTACCATCATTAAGTTGGGGACTCATGCGATACTGCCTGCGATGAGCAGGAGGAAGG 
TGGGGATGACGTNAAGTCATCATGCCCCTNATACGCTGGGCTACACACGTGCTACAATGGGTAGTACAGAGAGTCGCAAAGCCGCGAGGTGGAGCTAATCTCAGA 
AAACTNTTCTTAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTT 
GTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCTCACAGCTAGGGACAACATTTAGAAATGAATGCTAATNCCTNATATTATGATTTTAAGGCATC 
TTAGAATTATGAAAGCTATAAGCACTGTGAGAGAGCTTTGCGTCCCATTAGCTAGTTGGAGAGGTAACAGCTCACCAAGGCGATGATGGGTAGCCGGCCTGAGAG 
GGTGAACGGCCACAAGGGGACTGAGACACGGCCCNNNCTCCTACGGGAGGCNGCAGTGGGGAATATTGGACAATGGACCGAGAGTCTGATCCAGCAATTCTGTGT 
GCACGATGAAGTTTTTCGGAATGTAAAGTGCTTTCAGTTGGGAAGAAAGAAATGACGGTACCAACAGAAGAAGTGACGGCTAAATACGTGCCAGCAGCCGCGGTA 
ATACGTATGTCACGAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTATGTAAGTCTGATGTGAAAATGCAGGGCTCAACTCTGTATTGCGTTG 
GAAACTGTATAACTAGAGTACTGGAGAGGTAAGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTGGA 
CAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTAGGTGTTGGGGGTCGAACCTC 
AGCGCCCAAGCTAACGCGATAAGTNATCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCGCACAAGCGGTGGAGCATGTGGTTT 
AATTCGACGNAACGCGAGGAACCTTACCAGCGTTTGACATCTTAGGAATGAGATAGAGATNTTTCAGTGTCTTCGGGGAAACCTAAAGACAGGTGGTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTNTCGTATGTTACCATCATTAAGTTGGGGACTCATGCGATACTGCCTNCG 
ATGAGTAGGAGGAAGGTGGGGATGACGTNNAGTCATCATGCCCCTNATACGCTGGGCTACACACGTGCTACAATGGGTAGAACAGAGAGTTGCAAAGCCGTGAGG 
TGGAGCTAATCTCAGAAAACTNTTCTTAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAA 
TACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNGGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCTCACNGGTAGGGACAACATTTGGAAACGAATGCTAATNCCTNATATT 
ATGATNATAGGGCATCCTNTAATTATGAAAGCTATAAGCGCTGTGAGAGAGCTTTGCGTCCCATTAGCTAGTTGGAGAGGTAACGGCTCACCAAGGCGATGATGG 
GTAGCCGGCCTGAGAGGGTGATCGGCCACAAGGGGACTGAGACACGGCCCNNACTCCTACGGGAGGCNGCNGTGGGGAATATTGGACAATGGACCGAGAGTCTGA 
TCCAGCNATTCTGTGTGCACGATGAAGTTTTTCGGAATGTAAAGTGCTTTCAGTTGGGAAGAAACAAATGACGGTACCAACAGAAGAAGTGACGGCTAAATACGT 
GCCAGCAGCCGCGGTAATACGTATGTCACNAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTATGTAAGTCTGATGTGAAAATGCAGGGCTCA 
ACTCTGTATTGCGTTGGAAACTGTATAACTAGAGTACTGGAGAGGTAAGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGG 
AAGCCAGCTTACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTAGGTG 
TTGGGGGTCGAACCTCAGCGCCCAAGCTAACGCGATAAGTAATCCGCCTGGGGAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGGACCGCACAAGCG 
GTGGAGCATNTNGTTTAATTCGACGNAACGCGAGGAACCTTACCAGCGTTTGACATCTTAGGAATGAGACAGAGATNTNTCAGTGTCTTCGGGGAAACCTAAAGA 
CAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTNTCGTATGTTACCATCATTAAGTTGGGGACTCA 
TGCGATACTGCCTNCGATGAGTAGGAGGAAGGTGGGGATGACGTNAAGTCATCATGCCCCTNATACGCTGGGCTACACACGTGCTACAATGGGTAGAACAGAGAG 
TCGCAAAGCTGTGAAGTGGAGCTAATCTCAGAAAACTNTTCTTAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGTTGGAATCGCTAGTAATCGCGAATCA 
GCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCACCTGAAGTAGCAGGCCTAACCGNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCTCTTCGGAGGTACTCGAGTGGCGAACGGGT 
GAGTAACACGTGGGCAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCTCAAGACGCATGTCTTCTGGTGGAAAGCTTTT 
GCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGAC 
TGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTT 
GTAAACCTCTTTCACCATCGACGAAGGTCCGGGTTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGNTAATACGTAG 
GGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGNCGATACGG 
GCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAAC 
TGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGNCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCG 
TGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGNCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGNCCGCACAAGCGGCGGAGCATGTGGATTA 
ATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTCA 
ACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGTAAGGTTA 
AGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTTTGGGAGGGAGCTGTCGAAGGTGGGATCGG 
CGATTGGGACGAAGTCGTAACAAGGTAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACANATGCAAGTC 
GAACGGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATAC 
CGGATAGGACCACTTGGCGCATGCCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGA 
CGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTNCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAG 
CCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCNGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACCGG 
GGGCTTAACCCTCGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCNGTAAACGGTGGGT 
ACTAGGTGTGGGTTTCCTTCCTTGGAATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGNCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCCCTTGT 
GGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAAT 
GCCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGC 
CGGTACAAAGGGCTGCGATGCCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCTT 
TTGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGNCCCCTTCGGGNTACTCGAGTGGCGAACGGG 
TGAGTAACACGTGGGTAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCCCGAGGCGCATGCCTTGGGGTGGAAAGCTTT 
TGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGA 
CTGAGATACGGCCCAGACTCNTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGT 
TGTAAACCTCTTTCACCATCGACGAAGGTCCGGGTTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGNCGATACG 
GGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCNGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGNCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCC 
GTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCNGCAAGGCTAAAACTCAAAGGAATTGACGGGGGNCCGCACAAGCGGCGGAGCATGTGGATT 
AATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGACTGCCGGGGTC 


AACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTT 
AAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTGGGAGGGAGCTGTCGAAGGTGGGATCGGC 
GATTGGGACGAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACATAAGAGTTTGATCCTGGCT 
CAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGGACGGCAGCACAGGGAAGCTTGCTTCTCGGGTGGCGAGTGGCGAACGGGTGAGTAACATATCGGA 
ACGTACCGGGTAGCGGGGGATAACTGATCGAAAGATCAGCTAATACCGCATACGTCTTGAGAGGGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCCGAGCGGCC 
GATATCTGATTAGCTGGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTCA 
GGGAAGAAAAGGCTGTTGCCAATATCGGCGGCCGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGC 
GTTAATCGGAATTACTGGGCGTAAAGCGGGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTCAACCCGGGAACTGCGTTCTGAACTGGGTGACTCG 
AGTGTGTCAGAGGGAGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGTTCA 
TGTCCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGCAACTTGATTGCTTGGTAGCGTAGCTA 
ACGCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAA 
CGCGAAGAACCTTACCTGGTTTTGACATGTGCGGAATCCTCCGGAGACGGAGGAGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTCGGTTGGGCACTCTAATGAGACTGCCGGTGACAAGCCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAGCCGCGAGGCGGAGCCAATCTCA 
CAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCT 
TGTACACACCGCCCGTCACACCATGGGAGTGGGGGATACCAGAAGTAGGTAGGGTAACCGCAAGGAGTCCGCTTACCACGGTATGCTTCATGACTGGGGTGAAGT 
CGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACTG 
AAGAGTTTGATCATGGCTCAGATTGAACGCTGGCAGCAGGGGCCTTCAACACATGCAAGTCGAGCTTATGAAGGGAGCTTGCCTTGGATTCAGCGGCGGACGGGT 
GAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGATAACGTCCGGAAACGGCCGCTAATACCGCATACGTCCTGAGGGAGAAAGTCGGGGATCTTCGGACCTCAC 
GCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTG 
AGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGT 
AAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAGTTAATACCTTGCTGTTTGACGTTACCAACAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATA 
CGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAAGTGGTTCAGCAAGCTTGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAA 
AAGCTACTGAGCTAGAGTACGGTAGAGGTGGTAGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACT 
GTACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGATCCTTGAGATCTT 
AGTGGCGCACGTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATGCTGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACAGAGACACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACCTCGGGTGGGCACTCTAAGGAGACTGCCGGTG 
ACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGT 
GGGAGCTAATCCCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAAT 
ACGTCCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGCTAGTCTAACCGCAAGGGGGACGGTTACCACGGAGTGATTCAT 
GACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNTGGCTCAGAACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGTTAAGGGGCTTGCTCCTTAACTTAGTGGCGCACGGGTGAGTAACGCG 
TGGATAATCTGCCCGATGCTCAGGGATAACATCTCGAAAGGGGTGCTAATACCTGATAAGCCCACGGACTCTTCGGAGTTTGCGGGAAAAGGGGGGGACCTTCGG 
GCCTCCCGACATCGGATGAGTCCGCGTCCCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACT 
GGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCTTT 
GGGTCGTAAAGCTCTGTCAGAGGGAAAGAAATGTGTGCGGTTAATAGCCGTTACACTTGACGGTACCCTCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAATACGGAGGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGTAGGCGGCTTATTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAAGT 
GCATTGGATACTGGTAGACTTGAGTACGGGAGAGGGCAGTGGAATTCCCAGTGTAGGAGTGAAATCCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTG 
CCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAGGTGTTGCGGGTAT 
TGACCCCTGCAGTGCCGTAGCTAACGCATTAAGTACTCCGCCTGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 
GCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCTGGGCTTGACATCTACGGAACCTTGTGGAAACACAGGGGTGCCTTCGGGAGCCGTAAGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCCTAGTTGCCATCATTAAGTTGGGCACTCTAAGGAGA 
CTGCCGGTGTTAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGAGTTGCGAT 
ACCGCGAGGTGGAGCTAATCTCATAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCC 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCGATTGGTCCCGAAGTGCGTGAGCTAACCCGCAAGGGAGGCAGCGTCCTAAG 
GAATGGTCGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGAACGAACGCTGGCGGCGTGCTTAACACATGCAAGTC 
GAACGGGATCCAGAGCTTGCTCTGGTGAGAGTGGCGCACGGGTGAGTAACGCGTGGATAACCTGCCCTGGTATCTGGAATAACATCTCGAAAGGGGTGCTAATAC 
CGGATAAGCCTACGGAGCCCTCGGTCTCTGCAGGAAAAGGTGGCCTCTATTTATAAGCTACCGTATCAGGATGGGTCCGCGTACCATTAGCTAGTTGGTAGGGTA 
ATGGCCTACCAAGGCTACGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTT 
TGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAAGCTCTGTCAGAAGGGAAGAAATGGGGCTGGCTAATATCCA 
GTTTCCTTGACGGTACCTTCAAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGATTTATTGGGCGTAAAGCG 
CGTGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATTGGATACTGGGAGACTTGAATACGGGAGAGGGTAGTGGAATTCCTA 
GTGTAGGAGTGAAATCCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAGGTGTTGCGGGTATTGACCCCTGCAGTGCCGCAGCTAACGCATTAAGTTCTCCGCCTGGGAAGT 
ACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGGCTTGACA 
TCTGCGGAACCTCCCCGAAACGGGAGGGTGCCTTCGGGAGCCGCAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTATCCTTAGTTGCCATCATTYAGTTGGGCACTCTAAGGAGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGG 
CCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGAGCAGCGATACCGCGAGGTGGAGCCAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGAG 
TCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGG 
AGTCGGTTGGTCCCGAAGTGCGTGAGCTAACCCGCAAGGGAGGCAGCGTCCTAAGGAATGGCCGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNGCTGGCGGCAGGCCTAATACATGCAAGTCGAACGGTAACAGCAGAGAGCTTGCTCTTTGGCTGACGAGTGGCGGACGGGTGAGTAAGGCTTGGG 
AATCTGCCTGGTAGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATACTCCCTTCGGGGGAAAGACTTCGGTTGCTATCAGATGAGCCCAAGTGGGATT 
AGCTAGTAGGTGAGGTAAAGGCTCACCTAGGCGACGATCTCTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGGGAGGAAACA 
CTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGTA 
GGCGGAAAGGTAAGTAGGATGTGAAATACCCGGGCTCAACCTGGGTTGGTCATTCTAAACTGCCTTTCTAGAGTATTGCAGAGGGAGATGGAATTTCAGGTGTAG 
CGGTGGAATGCGTAGATATCTGAAAGAACACCAGAGGCGAAGGCGGTCTCCTGGGCAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCACGCCGTAAACGATGTCGATTAGGAGCTTGAACTTCGGTTTGGGTTCCGCAGCTAACGCGATAAATCGACCGCCTGGGGAGTACGGCCGCAA 
GGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGACCTTGACATCGTAGGAAT 
CTTTYAGAGATRAGAGAGTGCCTTCGGGAACCTACAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 


CCCTTGTCCTTTGTTGCCAACAGGTAAAGCTGGGAACTCAAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTAGGGATGACGTCAAGTCATCATGGCCCTTACG 
GTCAGGGCTACACACGTGCTACAATGGGGCGTACAGAGGGAAACGATACCGTGAGGTGGAGTGGAACCCACAAAGCGTCCCGCAGTTCGGATTGGAGTCTGCAAC 
TCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGCGGATT 
GCACCAGAAGTAGTTAGCTTAACCGAAAGGAGGGCGATTACCACGGTGTGGTCTGTGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGGGAACCTGCGGTTGG 
ATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGA 
TGAAGCTCTAGCTTGCTAGAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCTTTAGTCTAGGATAGCCATTGGAAACGATGATTAATACTG 
GATACTCCCTACGGGGGAAAGTTTTTCGCTAAAGGATCAGCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTG 
AGAGGGTGAACGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCG 
CGTGGAGGATGAAGGTTTTCGGATTGTAAACTCCTTTTCTAAGAGAAGATTATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGATAGCAAGTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATT 
TGAAACTGTTATTCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGG 
AACATAACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTTGCGAGGCTTGTCC 
TTGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGAAGATACACGAAGAACCTTACCTAGGCTTGACATTGATAGAATCCGCTAGAGATAGTGGAGTGCTAGCTTGCTAGAACTTGAAAACAGGTGCTG 
CACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAACTATTCGGTAGAGCACTCTAAGGAGAC 
TGCCTTCGCAAGGAGGAGGAAGGTGAGGATGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGAAGTACAAAGAGATGCAATAT 
TGTGAAATGGAGCAAATCTTAAAAACTTCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCTATGCTAC 
GGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGAATGCCAAACTGGCTACCGCCCACGGCGGATGCAG 
CGACTGGGGTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGC 
AAGTCGAACGGAAAGGCCCTTCGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAA 
TACCGAATACACCCTGCTGGTCGCATGGCCTGGTGGGGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAA 
GGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGC 
GCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCCCTTTCGCCAGGGACGAAGAGAGATTGACGGTACCTGGAGAAGAAGGACC 
GGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAA 
ACTCACAGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGG 
AACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGG 
TGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTG 
ACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCCGGCAGAGATGTCGGTTCC 
CTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCAC 
GTTATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACA 
ATGGCCGGTACAAAGGGCTGCGATGCCGTGAGGTGGAGCGAATCCTTTCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTC 
GCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTA 
ACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGT 
GGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACTGATCGCCTTGGGCATCCTTGGTGA 
TCGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGG 
CCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAC 
GGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGG 
GCAGGCTAGAGTTCCGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATAC 
TGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCGACATTCCACGTCGTCCG 
TGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTA 
ATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGTCCAGAGATGGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCG 
GGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCG 
AGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCCTTGTGGGGAGGGAGCTGTCGAAGGT 
GGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCCTTCGGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTG 
GGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACCACTTGAGGCATCTCATGGTGGTGGAAAGCTCCGGCGGTGCAGGA 
TGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTT 
TCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTA 
TTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGA 
GATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTG 
GGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTG 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCT 
TACCAAGGCTTGACATACACCGGAAACACCCAGAGATGGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGG 
GACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGC 
CGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCCTTGTGGGGAGGGAGCCGTCGAAGGTGGGACTGGCGATTGGGACGAAGT 
CGTAACAAGGTAGCCGTACCGGAAGGTGTGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGA 
TCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACTTGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTAACACGTGGGAAA 
TCTGCCCTGCACTCTGGGACAAGCCTTGGAAACGAGGTCTAATACCGGATATGACCTTCCTCTGCATGGGGGTTGGTGGAAAGCTCCGGCGGTGCAGGATGATCC 
CGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCA 
GGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGC 
GTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAGGGGAGATCGG 
AATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGC 
GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGC 
CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAA 
GGCTTGACATACGCCGGAAACTGGTAGAGATATCAGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 


TCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCGAGTAATGTCGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAA 
TCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGCGAGGCGGAGCGAATCCCAAAAAGCCGGCCTCAGTTC 
GGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCGTAAGGGGAGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGTAACAAGGTANNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAA 
CGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGAAATCTGCCCTGCACTCTGGGACAAGCCTTGGAAACGAGGTCTAATACCGGAT 
ATGACCTGTCCTCGCATGGGGATGGGTGGAAAGCTCCGGCGGTGCAGGATGATCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACG 
GGTAGCCGGCCCGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGA 
TGCAGCGACGCCGCGTGAGGGATGAAGGCCTTCGGGTCGTAAACCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGGGCT 
TAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTG 
GCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAG 
GTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACGACCAGAGATGGTCGCCCCCTTGTGGTCG 
GTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCTTTCGGG 
GTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATG 
GTCGGTACAAAGGGCTGCGATGCCGCGAGGCGGAGCGAATCCCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTA 
GTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCG 
TAAGGGGAGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAAGCCCTTCGGGGTGGATCAGTGGCGAACGGGTGAGTA 
ACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACCTGGGACCGCATGGTTCTGGGTGTAAAGCTCCGGCGGT 
GCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGA 
CACAGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCAGCAGGGAAGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCG 
GAATTATTGGGCGTAAAGAGCTCGTAGGCGGCCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGGCTAGAGTGTGGT 
AGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAA 
AGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCAT 
TAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAA 
GAACCTTACCAAGGCTTGACATATATCGGAAACGGCTAGAGATAGTCGCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCACGCCTTTCGGGGTGGTGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGA 
AGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGTCGGTACAAAGGGCTGCGATGCCGCGAGGCGGAGCGAATCCC 
AAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTTGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGGGAGGGAGCCGTCGAAGGTGGGACCAGCGATTGGGACGAA 
GTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCG 
CCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCCTTTACTACGGAATAACGCAGGGAAACTTGTGCTAATACCGTATGTGCCCTTCGGGG 
GAAAGATTTATCGGTAAGGGATCGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCC 
ACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCCCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGG 
CCCTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGC 
TAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGGGTGT 
CTGGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACG 
CTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGCAAACGATGAATGTTAGCCGTCGGCAAGTTTACTTGTCGGTGGCGCAG 
CTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGCAGAACCTTACCAGCCCTTGACATGCCCGGCCACCTACAGAGATGTAGGGTTCCCTTCGGGGACCGGGACACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAACCCGAGA 
GGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCTAAT 
CTCCAAAAGCCATCTCAGTTCGGATTGCACTCTCCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGGTCAGCGACTGGGGTGA 
AGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTC 
GAACGATGAAGCCTAGCTTGCTAGGTGGATTAGTGGCGCACGGGTGAGTAACGCATAGATGACATGCCCTTTAGTTTGGGATAGCCACTAGAAATGGTGATTAAT 
ACCAAATACTACCCTACGGGGGAAAGATTTATCGCTAAAGGATTGGTCTATGTCCTATCAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCTATGACGGGTATCC 
GGCCTGAGAGGGTGAACGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGCAAGCCTGAAGCAGCA 
ACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTCAGAGAAGATAATGACGGTATCTGACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGTAGGCGGGGTTGTAAGTCAGNTGTGAAATCCTATGGCTTAACCATAGAAC 
TGCATTTGAAACTACAACTCTGGAGTGTGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACC 
TGCTGGAACAATACTGACGCTGATTGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGATGCTAGTTGTTGGGGGG 
CTTTGTCCCCCCAGTAATGCAGCTAACGCCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGATACACGAAGAACCTTACCTAGGCTTGACATTGAAGGAATTTGCTAGAAATAGCGAAGTGTCTAGCTTGCTAGACCCTGAAAA 
CAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCTTTCTTAGTTGCTAACAGGCATGCTGAGCTCTC 
TAAGAATACTGCCTGCGTAAGCAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGGTGTACAAAGAG 
ATGCAATGCCGCGAGGCTGAGCCAATCTTAAAAACATCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAATCGCAAATCAG 
CCATGTTGCGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTGTTTGCCTTAAGTCAGGATGCTAAAGTAGCTACTGCCCACGG 
CACACACAGCGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCA 
GATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACAGCCGGGTAACCGGTGGGTGGCGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCT 
GCCTTGTAGTGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATACGCTCTATGGAGGAAAGCGGGGGACCTTCGGGCCTCGCGCTATGAGATGAGCCTACG 
TCCGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGTTGTAAAGCACTTTAAGCGGGGA 
AGAAAGGCGGGAGGCTAATACCCTCTTGCACTGACGTTACCTGCAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTA 
ATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCAGCTGTGAAAGCCCTGGGCTCAACCTGGGAATGGCAGTTGATACTGGCGAGCTTGAGTG 
TGGTAGAGGGKTGTGGAATTTCCGGTGTAGCAGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCACCCTGGACCAACACTGACGCTGAGGTG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGAACTAGCCGTTGGGCACAATTGAGTGTTTAGTGGCGCAGCTAACG 
CGATAAGTTCACCGCCTGGGGAGTACGGCCGCAACGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGC 
GAAGAACCTTACCTGGTCTTGACATCTGGGGAACCCTTGAGAGATCGAGGGGTGCCTTCGGGAGCCCCAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCGTAAAGACGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGT 


GGGGACGACGTCAAGTCATCATGGCCCTTATGACCAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTAGCCAAGCCGTGAGGCGGAGCCAATCCCAGAA 
AGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGCAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGCAGGTAGTCTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGTTCATGACTGGGGTGAAGTCGT 
AANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGT 
CGAACGGCAGCACAGCCGGGTAACCGGTGGGTGGCGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTTGTAGTGGGGGATAACTCGGGGAAACTCGGGC 
TAATGCCGCATACGCTCTACGGAGGAAAGCGGGGGATCTTCGGACCTCGCGCTATGAGATGAGCCTACGTCCGATTAGCTAGTTGGCAGGGTAATGGCCTACCAA 
GGCGACNATCGGTACCTGGTCTGAGAGGACGATCAGCCACMCTGGAACTGANACACGGTCCAGACTCCTACGGGAGGCANCAGTGGGGAATATTGGACAATGGGC 
GCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGCCCTGCGGGTTGTAAAGCACTTTAAGCAGGGAAGAAAGGTGGGGTGTTAATACCATCTCACATTGACG 
TTACCTGCAGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGT 
TTGTTAAGTCAGCTGTGAAAGCCCCGGGCTTAACCTGGGAATGGCAGTTGATACTGGCGAGCTAGAGTGTGGTAGAGGGGTGTGGAATTTCCGGTGTAGCAGTGA 
AATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCACCCTGGACCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCTGTAAACGATGAGAACTAGCCGTTGGGCACAATCGAGTGTTTAGTGGCGCAGCTAACGCGATAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGG 
TTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTCGCGAACCC 
TTGAGAGATCGAGGGGCGCCTTCGGGAGCGCGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACC 
CTTGTCCCTAGTTGCCAGCGTTGAGTCGGGAACTCTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGACCA 
GGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTAGCCAAGCCGTGAGGCGGAGCCAATCTCACAAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGA 
CTGCACGAAGTCGGAATCGCTAGTGATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAC 
CAGAAGCAGGTAGTCTAACCTTCGGGAGGGCGCTTGCCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGCAGCACGGCCGGGTAACCGGTGGGTGG 
CGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGCCTTGTAGTGGGGGATAACTCGGGGAAACTCGGGCTAATACCGCATACGCTCTACGGAGGAAAGCGGGG 
GATCTTCGGACCTCGCGCTATGAGATGAGCCTACGTCCGATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGATC 
AGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAG 
AAGGCCTGCGGGTTGTAAAGCACTTTAAGCAGGGAAGAAAAGTGGGGGGCTAATACCCTCTCGCGTTGAAGTTACCTGCAGAATAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTTGTTAAGTCAGCTGTGAAAGCCCTGGGCTTAAC 
CTGGGAACGGTAGTTGATACTGGCAGGCTAGAGTGTGGTAGAGGGGTGTGGAATTTCCGGTGTAGCAGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGA 
AGGCGGCACCCTGGACCAACACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGAACTAGCCGT 
TGGGCACAATTGAGTGTTTAGTGGCGCAGCTAACGCGATAAGTTCTCCNCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTCGGGAACCCTTGAGAGATCGAGGGGTGCCTTCGGGAACCCGAG 
CACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTAGTTGCCAGCGTTAAGTCGGGAACT 
CTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGACCAGGGCTACACACGTGCTACAATGGTCGGTACAGGG 
GGTAGCCAAGCCGTGAGCNGGAGCCAATCTCACAAAGCCGATNGTAGTCCGGATTGCAGTCTGCAACTCGACTGTATGAAGTCGGAATCGCTAGTAATCGCGGAT 
CAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATCCCTGTGGGTTGCACCAGAAGCAGGTAGTCTAACCTTCGGGAGGGCGCT 
TGCCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTC 
AGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGGGAATTATCGGAGAAATTTTCGAATGGATCTGATAATATCCTAGTGGCGGACGGGTGAGTA 
ACGCGTGGATAACCTGCCTATCAGACTGGGATAACACCGGGAAACCGGTGCTAATACCGGATACAAACTTACTAACGCATGTTAGGAAGTTGAAAAGTTATTCGC 
TGATAGATGGATCCGCGTCCCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCAACGATGGGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGAGGGAAGAAGGTTTTCGGATTGTAA 
ACCTCTGTTCTATGGGAAGAAGAAGTGACGGTACCATAGGAGTAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGGGCAAGCGTTGTCCGGA 
ATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTATTAAGTTAGAGGTGAAAGGCCAGGGCTCAACCCTGGAGTTGCCTCTAAAACTGGCAGGCTTGAGTGCAGGAG 
AGGGAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATTAGTGGCGAAGGCGGCTTCCTGGCCTGTAACTGACGCTGAAGCGCGAAAG 
CGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAACTGTTGGAGGTATCGACCCCTTCAGTGCTGCAGTTAACGCAATAA 
GCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAA 
CCTTACCAGGACTTGACATCCTCTGACTGACCTAGAGATAGGTAGTTCTCTTCGGAGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACCGTTAGTTGCCAGCACGTGATGGTGGGAACTCTAGCGGAACTGCCGTTGACAAAACGGAAGAAGGTGGGG 
ATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCAACACACGTGCTACAATGGTCTGTGCAGAGGGAAGCGAAGCCGCGAGGTGAAGCAAACCCCAAAAAGCA 
GATCTTAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCACGAAAGTTGACAACACCCGAAGCCGGTGGTCTAACTACGGAAGAAACCGTCGAAGGTGGGGTTGATGATTGGGGTGAAGTCGTAACAAG 
GTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGAA 
CGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCATCCTTCGGGGTGAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTGCCCTCTTTTACGGAATAG 
CCCAGGGAAACTTGGATTAATGCCGTATACGCCCGAAAGGGGAAAGATTTATCGGAGGAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCTAC 
CAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATG 
GGGGCAACCCTGATCCAGCCATGCCGCGTGATCGATGAAGGCCTTAGGGTTGTAAAGATCTTTCAGCTGGGAAGATAATGGCGGTACCAGCAGAAGAAACCCCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATAGTTAAGTTAGAGGTGAAAGC 
CCAGGGCTCAACCCTGGAACTGCCTTTAATACTGGCTGTCTAGAGATCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAA 
CACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATG 
AGAGCTAGACGTCGGGTGGCTTGCCATTCGGTGTCGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCATCCCTTGACTTGGATATCGCGGCCTCAGAGATGAGGCTTTCAGTTC 
GGCTGGATATCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCATT 
CAGTTGGGCACTCTAGAGGAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATG 
GTGGTGACAGAGGGTAATCCCTAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGTAACAGCATGACGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAATTGGGTCTACCCGAAGGTGGTGCGCCAACCTCGCAAGAGGAGGCAGCCAACCACG 
GTAGGCTCAGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCT 
GGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTAC 
GGAATAACTCAGGGAAACTTGTGCTAATACCGTATACGCCCTTCGGGGGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAA 
GGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
GACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAA 
GCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATCGATCAGTCAGGGG 
TGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGTCGATCTAGAGTATGGAAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTC 
GGAGGAACACCAGTGGCGAGGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAATGTTAGCCGTCGGCAAGTTTACTTGTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATCCCGATCGCGGACAGTGGAGACATTGTC 
CTTCAGTTAGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTT 
GCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACG 


TGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTG 
GAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACTCGAAGGTAGTGC 
GCTAACCGCAAGGAGGCAGCTAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCG 
GTAACACAAGGGAGCTTGCTCCTGAGGTGACGAGCGGCGGACGGGTGAGTAATACCTAGGTATCTGCCCAATCGAGGGGGATAACAGTTGGAAACGACTGCTAAT 
ACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAACCTAGGCGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCG 
ACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAA 
GCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAAGCTCAAGCGTTAATAGCGCTTGGGTGTGACGTTAC 
TCGCAGAAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGT 
TAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATG 
CGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACCCCCTAAACGATGTCTACTCGGAGTTTGGTGTCTTGAACACTGGGTTCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAA 
ACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAATTTTCCAG 
AGATGGATTAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTAT 
CCTTATTTGCCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGG 
CTACACACGTGCTACAATGGTCGGTACAGAGGGTCGCAAAGCCGCGAGGTGTAGCTAATCCCACAAAGCCGGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTC 
CGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAG 
AAGTAGATAGCTTAACCTTCGGGGAGGGCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACACNAGGGAGCTTG 
CTCCTGAGGTGACGAGCGGCGGACGGGTGAGTAATGCCTAGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGG 
GGGAAAGGAGGGGACCTTCGGGCCTTCCGCGATTGGATGAACCTAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGTTCT 
GAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCC 
GCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAAGGTAATAGTTTAATAAAATATTGCTGTGACGTTACCTACAGAAGAAGCACCGG 
CTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTGTTAAGCCAGATGTGAAATC 
CCCGGGCTCAACCTGGGAATTGCATTTGGAACTGGCGAACTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAA 
TACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
TCTACTCGGAGTTTGGTGACTTNGTCACTGGGTTNCCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACAGAAGAGACCAGAGATGGACTTGTGCCTTC 
GGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTATTTGCCAGCACGT 
AATGGTGGGAACTNTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAAT 
GGCGTATACAGAGGGTTGCAAAGCCGCGAGGTGGAGCTAATCNCACAAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCT 
AGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAACTT 
CGGGAGAACGCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNAGAGTTTGATCATGGTTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGAAACATTTCTAGCTTGCTAGATGATGTCGAGTGGCGG 
ACGGGTGAGTAATGCTGGGAAATTTGCCTTAGTGTGGGGGTTAACTATTGGAAACGATAGCTAATACCGCATAATACCTACGGGTCAAAGGGGGCTTCGGCTCCC 
GCGCTAAGAGAAGCCCAGGTGAGATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACACTGGAACTG 
AGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGT 
AAAGCACTTTCAGTTGTGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTAACAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAT 
ACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGCTAGATGTGAAAGCCCCGCGCTCAACGTGGGATGGTCATTTA 
GAACTGGCAGACTAGAGTTTTGGAGAGGAGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACTCTCTGGTC 
AATAACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCACACCGTAAACGCTGTCTACTAACTGTTTGTGGATTTAATCCG 
TGAGTAGTGAAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATACTAGAAACTTTTCAGAGATGAATTGGTACCTTCGGGGATCTAGATACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTATTTGCCAGCATTAAGTTGGGTACTCTAAGGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGAGTACAAAGGGATGCAAACTGGTGAC 
AGTAAGCGGACCCCTTAAAGCTNGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGGTCAGCATACTACGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAAGTAGTTAGTCTAACCTTCGGGAGGACGATTACCACTTTGTGTTTCA 
TGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGAA 
ACAGAGGGTAGCTTGCTACTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTATGGTGGGGGACAACAGTTGGAAACGACTGCTAATACC 
GCATAACGTCTACGGACCAAAGGAGGGGACTTTTCGGGCCTTTCGCCATTTGATTAGCCCAAGTGAGATTAGCTAGTAGGTGAGGTAAGGGCTCACCAAGGCGAC 
GATCTCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTTCACAATGGGGGAAACC 
CTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAGGTTAGTAGTTAATAGCTGCTAGCTGTGACGTTAACA 
ACAGAAGAAGCACCGGCTAACTTCGTGCCAGCASCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTTCGTAGGCGGTTTGTTA 
AGCAAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTGAACTGGGTAACTAGAGTACTGTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCGT 
AGAGATTGNAAGGAACATCAGTGGCGAAGGCGGCCACCTGGACAGATACTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGTCAACTAGCCGTTTGTGGACTTGATCCGTGAGTGGCGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACT 
CAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCACAGAAGAGACCAGAGA 
TGGACTTGTGCCTTCGGGAACTGTGTGACAGGTGCTGCATGGCTGTCGNCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCT 
TATTTGGCAGCGCGTTATGGCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTA 
CACACGTGCTACAATGGNNNNTACAGAGGGNCGCAAAGCCGCGAGGTGGAGCTAATCTCACAAAGTACGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGT 
GAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAG 
TGGGTAGTTTAACCTTCGGGAGAACGCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCG 
AGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCGAGGCGCATGCCTTGT 
GGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCC 
GGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATG 
ACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGGTCCGGGGTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCG 
TGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGT 
CTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCC 
TTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCG 
GAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGG 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGA 


GACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCG 
ATGCCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAA 
CGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTTGGGAGGGAGCTGTCG 
AAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGATAGTTAATGAAGCTTGCGATTTAGCTATCTTAGTGGCGAACGGGTGA 
GTAACACGTGGGTAACCTGCCCTTAAGACCGGGACAACAGCTGGAAACGGCTGCTAATACCGGATGTATTGTCCGAGAGGCATCTCTTGGAGAAGAAAGCTGGCC 
TCTGAAAATGCTAGCGCTTAGGGATGGACCCGCGTCTGATTAGCTAGTTGGTGGGGTAGCGGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTAAACG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGAAGA 
AGGCCTTCGGGTTGTAAAATACTGTTGTTAGGGAAGAACGGCATCTGTGTAAATAATGCAGGTGATTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGCGCGTAGGCGGCAATATAAGTCTGATGTGAAAGTGCGGAGCTTAAC 
TCCGTAAAGCATTGGAAACTGTATGGCTTGAGGACAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAA 
GGCGACTTTCTGGACTGTAACTGACGCTGAGGCCGAAAGCGTGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTAGA 
GGGTATCGACCCCTTCTGTGCCGCAGTTAACACAATAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCCAACTAATCCCGTAGAGATATGGGAGTGCCCTTCGGGGAAAGTTGAG 
ACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATATTTAGTTGCTAACAGGTAAAGCTGAGAAC 
TCTAGATAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGACGGTACAGA 
CGGAAGCGAAGCCGCGAGGTGAAGCAAATCCGAGAAAGCCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGG 
TCAGCACACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTTTGCAACACCCGAAGCCGGTGGGGTAACCGTAAGGAGCCAGC 
CGTCGAAGGTGGGGTAGATGATTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGAGCGGCAGGCA 
AGGAAGCTTGCTTCCTTGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGATGGAGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAA 
CGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGAACCCAGATGGGATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCGACGATCTCT 
AGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATCGCACAATGGGGGAAACCCTGATGC 
AGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGCAGTGAACTTAATACGTTCGCTGATTGACGTTACCCGCAGAAG 
AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGA 
TGTGAAATCCCCGAGCTTAACTTGGGAACTGCATTTGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGAT 
CTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTG 
TAAACGATGTCGACTTGGAGGTTGCGGTCTTGAACTGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATG 
AATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTGGCAGAGATGCTTT 
GGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTG 
CCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGT 
GCTACAATGGCGCATACAAAGAGAAGCGAACTTGCGAGAGTGAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCG 
GAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAG 
CTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNAACACATGCAAGTCGAACGGTAGCACAGAGAGCTTGCTCTCGTGTGATGAGTGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCCGATGGAGGGG 
GATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTCGGACCAAAGTGGGGGACCTTCGGGCCTCACACCATCGGATGTGCCCAGATGGGATTAGCTAGT 
AGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTGGGGAGGAAGGCGATGAAG 
TTAATAACTTCGTCGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGG 
GCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTAGAGTCTTGTAGAGGGGGGT 
AGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGC 
CTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTG 
GCCTTGACATCCACGGAATTTGGCAGAGATGCCTTAGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCA 
AGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGT 
CCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGAGCGGTAGCACAGGGGAGCTTGCTTCTGGGTGACGAGCGGCGGAC 
GGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACCTCGCAAGAGCAAAGTGGGGGACCTTATGGCC 
TCACGCCATCGGATGTGCCCAGATGGGATTAGCTGGTAGGTGGGGTAAAGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGA 
ACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGG 
TTGTAAAGCACTTTCAGCGGGGAGGAAGGCAACAAGCTTAATAATCTTGTTGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCA 
TTCAAAACTGACAGGCTAGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCT 
GGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGCTGTGGTCTTGA 
ACCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTCAGAAGAGACTGGAGACAGTCTTGTGCCTTCGGGAACTGAGAGACAGGTGCTGCA 
TGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGACTG 
CCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGCGAACTT 
GCGAGAGTAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGGTCAGAATGCTACG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTAGGGGGGGCGCTTACCACTTTGTG 
ATTCATGACTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGAGCGGTAGC 
ACAGGAGAGCTTGCTCTCTGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGC 
ATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGAT 
CCCTAGCTGGTCTGAGAGGATGACCAGCCTCACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTG 
ATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGCAGTAAGGTTAATAACCTTGCTGATTGACGTTACCCGCA 
GAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGT 
TGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTCAAAACTGACAGGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAG 
AGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCA 
AATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCCTGACATCCACAGAATTTGGTAGAGATA 
CCTTAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTT 
GTTGCCAGCGAGTAATGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACA 


CACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTACGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGA 
AGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTA 
GGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACAGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNAACACATGCAAGTCGAGCGGCAGCGGGAAGTAGCTTGCTACTTTGCCGGCGAGCGGTGGACGGGTGAGTAATGTCTGGGAAACTGCCTGAT 
GGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCTTCGGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGGCCCAGATGGGAT 
TAGCTAGTAGGCGGGGTAATGGCCCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGG 
CAGTAAGGCTAATAACCTTATTGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGA 
ATGACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTCAAAACTGACAGGCTAGAGTCTTGTAG 
AGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAG 
CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAG 
TCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAAC 
CTTACCTACTCTTGACATCCACAGAATTTGGCAGAGATGCCTTAGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTACG 
TCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAG 
GTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGGACGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGTG 
GCGGACGGGTGAGTAATGTCTGGGGATCTGCCCGATAGAGGGGGATAACCACTGGAAACGGTGGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTT 
CGGGCCTCTCACTATCGGATGAACCCAGATGGGATTAGCTAGTAGGCGGGGTAACGGCCCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCAC 
ACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC 
TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGCGATGTGGTTAATAACCGCATTGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTTAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGA 
ACTGCATTTGAAACTGGCAGGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGG 
CCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTC 
CCTTGAGGAGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATATGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATGCTTTGGTGCCTTCGGGAACTCTGAGACAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGATTCGGTCGGGAACTCAAAGG 
AGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGAGAAGC 
GACCTCGCGAGAGCAAGCGGACCTCATAAAGTGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAAT 
GCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCAC 
TTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCA 
GGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTCTACCTCGACAGAAACCTTCGGGTTGAAGACGAGATCTAGATAGTGGCGGACGGGTGAGTA 
ACACGTGAATAATCTATCCTCAAGTTTGGGATAACCTGGCGAAAGTCGGGCTAATCCGAGGTAAGCTGAGAGTGTGGCATCACACAATCAGAAAAGGTGGCATTG 
CCATCGTTTGAGGAGGAGTTCGCGGTAGATTAGCTAGCTGGTGAGGTAACGGCTCACCAGGGCAACAATCTATAGCTGGTCTGAGAGGACGATCAGTCACACTGG 
AACTGAGACACGGSCCAGACTCCTACGGGAGGCAGCAGTGGGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAATGAAGAAGGCCTTAG 
GGTCGTAAAGTTCTGTCCTTAGGGAAGAACCGTGGGTATAGCAAATGATACCCACCTGACGGTACCTTTGGAGGAAGCACTGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGAGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGCAGGCGGATAGTAAAGTCAAGCGTGAAAGGTGTCGGCTTAACCGACAGACTG 
CGTTTGAAACTGATTATCTTGAGTGTAACAGAGGAGAGTGGAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAAGAACACCAGTGGCGAAGSCGACTCT 
CTKGGTTAACACTGACGCTGAGGTACGAAAGCTGGGGGAGCRAACGGGATTAGATACCCCSGTAGTCCCAGCCGTAAACGATGGATACTAGGTGTTGGAGGTTCG 
AATCCTTCAGTGCCGGAGTTAACGCATTAAGTATCCCGCCTGGGGATTACGATCGCAAGATTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCGAGAATTGACATCCCGTGACCATCTATGAAAGTAGAATTTGGCACTTAGTGCCACACGGAGACAGGTG 
GTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTCTTAGTTGCCAGCGAGTAATGTCGGGGGMCTCTAAG 
AAGACTGCCGGTGAAAGTCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGCCCTTTATATCTCGGGCTACACACGTGCTACAATGGCTGATACAGAGGGGAGC 
AAAGCTGCGAAGTGGAGCAAATCCTATAAAATCAGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCAGGTCAGMAT 
ACTGCGGTGAAWTACGTYCCCGGGCCTTGTACACACCGCCCGTCACACCAATCGAGTTGGATGCACCAGAAGTCATCTGAGGATGCCAAAGGTGTGTCCGGCAAG 
AGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGG 
CTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCAGGGGGAAAGCTGGCTTCGGCCAGTGAGTACACCGGCGGACGGGTGAGTAACGCGTGAGCAACC 
TACCCCGCAGACCGGGATAACCCATCGAAAGGTGGGCTAATACTGGATGAGCGCACGTGCTGCATGGCATGTGTGAAAAGGCAGGCATTAAGCTTGCGCTGCGGG 
ATGGGCTCGCGTCCCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCTACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACATTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGCCGGAAACGGTGACGCAGCGACGCCGCGTGGGCGAGGAAGGCCTTCGGGTCGTAAAGCCCT 
TTCAGTGGGGAAGAAAGGTCCAGGCAGTAACTGGTTTGGATTTGACGGTACCCACAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
GGCGAGCGTTGTTCGGAGTCACTGGGCGTAAAGCGCACGTAGGGCGTGCGGTAAGTCTGGGGTCAAAGCCTACGGCTCAACCGTAGTAAGGCCTCAGATACTATC 
GTGCTAGAGTGCCGGAGAGGGTAGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCGGTTGCGAAGGCGGCTACCTGGCCGGTAACTG 
ACGCTGAGGTGCGAGAGCGTGGGGACCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGCGCTAGGTGTTGGTGGTTAGTAGCCATCAGTGCC 
GAAGCTAACGCGTTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCACGTGGTTTAATTC 
GATGCTAACCGAAGAACCTTACCTGGGCTTGACATCCCGGAACCTGCCAGAGATGGTGGGGTGCCTGGTTTTACCGGGAGCCGGGAGACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACCCTTAGTTGCCATCGGTTAGGCGGGGCACTCTAAGGGGACTGCCCCGG 
ATAACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGCCCAGGCCTACACACGTGCTACAATGGCGCGTACAGAGGGCAGCGAACCCGCGAGG 
CTGAGCGAATCTCAGAAAGCGCGCCTCAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCCGGAATCGCTAGTAATCGCAGGTCAGCAAAACTGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTTGGTCATACCTGAAGCCGGTGGCCCAACCAGTTTTACTGGGGGGAGCCGTCTATGGTATG 
GCTGGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGTGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNCGAACGCTATCGGTGTGCTTAACACATGCAAGTCGAACGGGCTAATTGGAGCTTGCTCCAATTAGTTAGTGGCAGACGGGTGAGTAACACGTGG 
GAACCTACCCATCAGTACGGAATAACTTTTAGAAATAAAAGCTAATACCGTATATTCTCTACGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGTCAGATTA 
GGTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGG 
CAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATAATG 
ACGTTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGAGTGCGTAGGC 
GGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTTAACCTCGGAATTGCTTTCAAAACTACTAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAGG 
TGAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGGGCTACAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATATTGGAAGATTCTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGCGAAAAACCTTACCAACCCTTGACATGGTGGTCGCGG 
ATCGCAGAGATGCTTTTCTTCAGCTCGGCTGGACCACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC 
AACCCTCATTCTTATTTGCCAGCGGATAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTA 


CGGGTTGGGCTACACGCGTGCTACAATGGTGTTTACAGAGGGAAGCAAGACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCAA 
CTCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACTGCCCGTCACGCCATGGGAGTTGGT 
TTTACCTGAAGGTGGTGAGC TAACGCAAGAGGCAGCCAACCACGGTAAAATTAGCGACTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAACTCATGCAAGTCGAGGGGTAACAGGGAGCTTGCTTCGCTGACGACCGGCGCACGGGTGCGTA 
ACGCGTATAGAACCTACCTTTTACAGGGGAATAGCCTTTAGAAATGAAGATTAATGCCCCATAGTATTGTAGACTGGCATCAGTTTACAATTAAAGATTTATCGG 
TAAAAGATGGCTATGCGTCCTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACATCGATAGGTAGGGGTCCTGAGAGGGAGATCCCCCGCACTGGTACTGAG 
ACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGAGACTCTGACCCAGCCATGCCGCGTGTAGGAAGAATGCCCTATGGGTTGTA 
AACTACTTTTATACAGGAAGAAACACTGGTATGTATACCAGCTTGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGTCAATTAAGTCAGAGGTGAAATCCCGTCGCTCAACGACGGAACTGCCTTTGATACTGG 
TTGACTTGAGTCATATGGAAGTAGATAGAATGTGTAGTGTAGCGGTGAWATGCATAGAGATTACACAGAATACCGATTGCGAAGGCAGTCTACTACGTATGTACT 
GACGCTGAGGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGTTGTTGGGCAATAGCTCAGTGACTAAG 
CGAAAGTGATAAGTATCCCACCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATG 
ATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGCTTTAGAGATAGAGTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTG 
CCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCATGTTATGATGGGGACTCTAACGAAACTGCCGGTGCACYCCGCGAGG 
AAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGTATGGACAATGAGCAGCCATCTGGCAACAGAGAGCAAATCT 
ATAAACCATATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGC 
CTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTCACCGCAAGGAGCCGCCTAGGGTAAAACTGGTAACTGGGGCTNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCACGCCTAACACATGCAAGTCGAGCGCAATCCTTCGGGATCGAGCGGCGGA 
CGGGTTAGTAACGCGTGGGAACATACCCTTCTCTAAGGAATAGCCTCGGGAAACTGAGAGTAATACCTTATACGCCCTTCGGGGGAAAGATTTATCGGAGAAGGA 
TTGGCCCGCGTAAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTACGATCTTTAGCTGGTTTGAGAGGATGATCAGCAACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGAAAGCCTGATCTAGCGATRCCGCGTGTGTGACGAAGACCTTAGGGTCGTAAAGCACTT 
TCRCCAAGGATGATAATGACAGTACTTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGG 
CGTAAAGCGCACGTAGGCGGACTAATCAGTTAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTAATACTGTTAGTCTTGAGTTCGAGAGAGGTGAGTG 
GAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTTGGGGGGCTTGCCCTTCAGTGTCACACTTAACGGATTAAGCATTCCGCCT 
GGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACC 
CTTGACATCCTGTTCTATATCCAGAGATGGATAGTTCCCTTAGGGGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGTTAANN 
NCCGGAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGGTTAAGCTGGGCACTCTAGGGAAACTGCCCGTGATAAGCGGAGGAAGGTGTGGATGACGTCAAGTC 
CCCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAACTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCC 
CATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCG 
ACGGCCGTGCGCTAACCTCTTAGGAGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTG 
GGAACGTACCATTTGCTACGGAATAACTCAGGGAAACTTGTGCTAATACCGTATGTGCCCGAAAGGGGAAAGATTTATCGGCAAATGATCGGCCCGCGTTGGATT 
AGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAAT 
GACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGG 
CGGGCTAATAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGTTAGTCTTGAGTATGGTAGAGGTGAGTGGAATTCCGAGTGTAGAG 
GTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC 
CCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTTGGGGAGTTTACTCTTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAA 
GATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGC 
GGTTAGTGGAGACACTATCCTTCAGTTCGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT 
ACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCA 
ACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGG 
TTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGAACTCAATAAGCTTGCTTA 
AAGAGTTCTTAGTGGCGGACGGGTGAGTAACGCGTGGATAACCTACCTAGTAGACCGGGACAACCCTTGGAAACGAGGGCTAATACCGGATAAGCTTACGCCTTG 
GCATCAAGGAGTAAGGAAAGATGGCCTCTGAAGATGCTATCGTTAGTAGATGGATCCGCGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGAT 
CAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTG 
ACGGAGCAACGCCGCGTGTACGACGAAGGCCTTCGGGTTGTAAAGTACTGTCTTCAGGGACGAACGGTATTTGTGTAAATAATGCAGATACATGACGGTACCTGA 
GGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGCGCGTAGGCGGATACTTAAG 
TCTGGTGTGAAAACCTAGGGCTCAACCCTGGGACTGCATCGGAAACTGGGTATCTTGAGGACAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTA 
GATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGAGTGCTAGGTGTAGAGGGTATCGACCCCTTCTGTGCCGCAGTTAACACACTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCCATAGAATCTCGTGGAAA 
CATGAGAGTGCCCTTCGGGGAGCTATGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATG 
TTTAGTTGCTAACAGGTAAGGCTGAGCACTCTAGACAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGC 
TACACACGTGCTACAATGGCCAGTACAGACGGAAGCGAAGCCGTGAGGTGAAGCCAATCCGAGAAAGCTGGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAAC 
ATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCTGCAACACCCGA 
AGCCGGTGAGGTAACCCGAAAGGGAGCTAGCCGTCGAAGGTGGGGCCGATAATTGGGGTGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCCAGTGGCGAACGGGTGAGTAACACGTATCTAAC 
CTACCTCATAGCGGGGGATAACTTTTGGAAACGAAAGATAATACCGCATGTGAATCTTATTATCGCATGAGAAAAGATTGAAAGGACCGTTTGGTTCACTATGAG 
ATGGGGATGCGGCGTATTAGCTAGTAGGTGAKGTAATGGCTCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGG 
CCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCT 
GTTGTAAGGGAAGAAAAAATAGAGTAGGAAATGCCTCTATATTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGT 
GGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTTGCAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCAT 
TACTAGAATGCAAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAAAGCGGCTTACTGGCTTGTTATTGA 
CGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAGGTGTTGGGGTCATCTCAGCGCCGCAGCTA 
ACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAA 
CACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTATAGAGATATAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGT 
GAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGACTGCTAGTGTAAGCTAGAGGAAGGTGG 
GGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCTGGTACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAG 
CCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTA 


CACACCGCCCGTCACACCACGAGAGTTGGTAATACCAGAAGTGGGTAGCTTAACCGCAAGGAGAGCGCCTCCCAAGGTAGGACTGGCGATTGGGGTGAAGTCGTA 
ACAAGGTATCCGTACGGGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNC TGGCGGCATGCCTAATACATGCAAGTCGAACGG 
GGGTGCTTGCACCCCAGTGGCGAACGGGTGAGTAACACGTATCTAACCTACCTCATAGCGGGGGATAACTTTTGGAAACGAAAGATAATACCGCATGTGAATCTT 
ATTATCGCATGAGAAAAGATTGAAAGGACCGTTTGGTTCACTATGAGATGGGGATGCGGCGTATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGATGATAC 
GTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGAT 
GAAGCAATGCCGCGTGAGCGATGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGGGAAGAAAAAATAGAGTAGGAAATGCCTCTATATTGACGGTACCTTACCA 
GAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTTGCAAGTTT 
GAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCATTACTAGAATGCAAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATA 
TATGGAAGAACACCTGTGGCGAAAGCGGCTTACTGGCTTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCC 
GTAAACGATGAGTACTAGGTGTTGGGATTATCTCAGCGCCGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTG 
ACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTATAGAGATATAGTGGAG 
GTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTA 
AGTTGAGGACTCTAACGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGC 
TGGTACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGCCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGT 
AATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTAATACCAGAAGTGGGTAGCTTAACCGCA 
AGGAGAGCGCCTCCCAAGGTAGGACTGGCGATTGGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTTTTTTAAACCTAGCGGCGAATGGGTGAGTAACACGTGCTTAATCTACCCTTTAGA 
TTGGAATACCCAATGGAAACATTGGCTAATGCCGGATACGCATGAAATCGCATGATTTCGTTGTGAAAGGGGCCTCTAAAGCCCCACTAAAGGATGAGAGTGCGG 
AACATTAGTTAGTTGGTAGGGTAATGGCCTACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTGAGATACGGCCCAAACTCCTA 
CGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCATGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAGGGAAA 
GAATACTTGGTTGAGGAAATGCTTCCAAGCTGACGGTACCCTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTAT 
CCGGAATTATTGGGCGTAAAGCGTTTGTAGGCGGTTTATTAAGTCTGGAGTCAAATCCCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTGG 
ATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACGCTGAGGGACG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTCGGTGGAGAATTCACTGACGCAGCTAACGCATTAAATGAT 
CCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGGAGAACCTTA 
CCCACTCTTGACATCCTTCGCAAAGCTATAGAGATATAGTGGAGGTTAACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCA 
AGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTTATGTCGAGAACTCTAGAGATACTGCCTGGGTAACTGGGAGGAAGGTGGGGATGACGTCAA 
ATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTT 
CGGATTGGAGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGT 
CACACCATGGGAGCTGGTAATACCCGAAGTCGGTTAGCTAACCTCGGAGGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTA 
CGAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGATGGTAGCAATACCATAG 
CGGCGAATGGGTGAGTAACACGTACTCAACGTACCTTTCAGATCGAGATAGCGAGCGGAAACGTTCGAYAATATCGAATACTTATATTAATCGCATGATTTTTAT 
ATAAAAGGAGCGTTTGCTTCACTGAAAGATCGGGGTGCGCAACATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACT 
AAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCAG 
GATGAAGGTCCTATGGATTGTAAACTGCTGTGGTAAGGGAAGAAAAAATAGTGYAGGAAATGACATTATCTTGACGGTACCTTATTAGAAAGCAACGGCTAACTA 
TGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGGCGTCAAATTTTGGGGC 
TCAACCCCAAACCGCGTTGGATACTGGCAAACTAGAGTTATGTAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAACA 
TGGCGAAGGCAGCTAACTGGACATACACTGACACTGAGAGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGATCATT 
AGCTGATGGGGAACTCATCGGCGCAGCTAACGMATTAAATGATCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGC 
GGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAGGTTAACAGAATGACAGAT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTATCCTTAGTTACTACCATTTAGTTGAGGACTCTAAGGA 
GACTGCCCGAGTAATCGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACGTGCTACAATGGCCGGTACAAAGAGAAGCAA 
ACAGGCGACTGGGAGCAAACCTCAAAAAACCGGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACG 
CTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAAGAAACTGCCTAAGGCAGGACTGG 
TGACTGGGGTTAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGC 
ATGCTTAACACATGCAAGTCGAACGGTAACGAGCAGGCTTGCCTTCGCTGACGAGTGGCGGACGGGTGCGTAACGCGTGGGAATCTGCCTCTTAGTGGGGGACAA 
CACGGGGAAACCCTCGCTAATACCGCATACGCTCTACTGGGGGAAAGCGGGGGATCTTCGGGCCTCNCGCTAACAGATGAGCCTAAGTCAGATTAGCTAGTTGGT 
GGGGTAAAGGCCTACCAAGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGAGGGTTGTAAAGCACTTTAAGTTGGGAGGAAAATCTGGCGGTTAA 
TAGCCTTAAGTGTTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGCGCGTAGGCGGTTGTTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGAGACTGGCAGGCTAGAGTATGGTAGAGGGGAGTGGAA 
TTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACACCAGTGGCGAAGGCGACTTCCTGGACTCATACTGACGCTGAGGTACGAAAGCGTGGGTAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGTCACTTTACGAGTTTTGTAGCGAAGCTAACGTATTAAGTTGACCGCCTG 
GGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGCC 
TTGACATTCAGAGAATCCGTTAGAGATAGTAGAGTGCCTTCGGAAGCTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCAGGTTAAGCTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGT 
CATCATGGCCCTTATGGGTAGGGCTACACACGTGCTACAATGGCTGGTACAGAGGGTAGCAAATCGCGAGAGTAAGCTAATCCCAGAAAGCCGATCGTAGTCCGG 
ATCGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGTCTAACCTTCGGGAGGGCGCTTACCACTTTGTGATTGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGGAGAAAGCTTGCTTTCTTTG 
CTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTATGGAGGGGGATAACGACGGGAAACTGTCGCTAATACCGCGTAGTGTCGAGAGACGAAAGA 
CCGGGACCGCAAGGCCGGTTACCATAAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCTCTAGCTGGTCTGAGAGGAT 
GGCCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCCATGCCGCGTGAAT 
GAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGCGGTTAGTTTAATAGGCTAATCGATTGACGTTAATCACAGAAGAAGCACCGGCTAACTCC 
GTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGTTGCTTAAGTGAGGTGTGAAATCCCCGGGCT 
TAACCTGGGAATTGCATTTCAGACTGGGCAGCTAGAGTATTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG 
GCGAAGGCAGCCCCTTGGGGAAATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTG 
GGGATTGGGCTTTAAGCTTGGTGCCCGTAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGAGCGCAGAGATGTGCTTGTGCCTTCGGGAGCTCTG 
AGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTTATGGTGGGA 
ACTCAAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTGCATACA 
GAGAGCGACGAGACCGCGAGGTGGAGTGAATCTCAGAAAGTGCATCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCG 
AATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 


NAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACAGGAAGAAAGCTTGCTTTCTTTGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGG 
GAATCTGGCTTATGGAGGGGGATAACTANGGGAAACTGTAGCTAATACCGCGTAGTATCTGAAGATGAAAGTGTGGGACTNTAAGGCCACATGCCATAAGATGAG 
CCCAAGTGGGATTAGGTAGTTGGTTAGGTAAAGGCTGACCAAGCCGACGATCTCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGG 
TGATGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTAGTCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGA 
GCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTCATACTGGGTCGCT 
AGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAATGTACTGACGCT 
CATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTGGGGATTGGGCTTTNAGCTTGGTGCCCGTAGCTA 
ACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAA 
CGCGAAGAACCTTACCTACTCTTGACATCCTAAGAAGAACTCAGAGATGAGTTTGTGCCTTCGGGAACTTAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTG 
TTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGACTTGGTCGGGAACTCAAAGGAGACTGCCGGTGATAAACCGGAGGA 
AGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGTGCATACAGAGGGCGGCANACCTGCGAGGGAGAGCGAATCTC 
AGAAAGTGCATCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGTACCANAAGTAGATAGCTTAACGGAAACGGGGGCGTTTACCACGGTATGATTCATGACTGGGGTGNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTTTAG 
CTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGGTAACATGCCCCATAGTCTGGGATAGCCACTGGAAACGGTGATTAATACCGGATACTCCTT 
ACGAGGGAAAGTTTTTCGCTATGGGATTGGCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGAT 
CGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGAT 
GAAGGTTTTAGGATTGTAAACTCCTTTTCTAAGAGAAGATTATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAATAAGTCAGATGTGAAATCCTGTAGCTTAACTACAGAACTGCATTTGAAACTGTT 
ATTCTAGAGTGTGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATTACTG 
ACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTTGCCCTGCTTGTCAGGGCAGTAAT 
GCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTC 
GAAGATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCTGCTAGAGATAGCGGAGTGCCCTTCGGGGAGCTTGAAAACAGGTGCTGCACGGCTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAGCAGTTCGGCTGAGCACTCTAAGGAGACTGCCTTCGTAAG 
GAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGGCGCACAAAGAGGAGCAATATCGTGAGATGGAG 
CAAATCTCAAAAACGTCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATAAAGCTGGAATCGCTAGTAATCGCAAATCAGCAATGTTGCGGTGAATACGTT 
CCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGAATGCCAAACTGGCTACCGCCCACGGCGGATGCAGCGACTGGGGTGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGNCTCAGAATGAACGCTGNCGGCGTGCCTAACACATGCAAGTC 
GTACGAGAAAGGGGCTTCGGCCCTGAGTAGAGTGNCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTTGGATTTGGGATAACTTCGCGAAAGTGGAGCTAATA 
CCGGATAGTCTGGCTTTAAATAAGAAGTCGGTAAAGGATGCCTCTGCATATGCATTCGTCCGAGGATGAGCCCGCGTCTCATTAGCTAGTTGGTAGGGTAATGGC 
CTACCAAGGCAACGATGAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGC 
AATGGGCGAAAGCCTGACGCAGCAACGCCGTGTGAGGGATGAAGGCTTTCGGGTCGTAAACCTCTGTCGGAAGGGAAGAACGGGCATTGGTCTAATAGGCCTTTG 
TTTTGACGGTACCTTTAGAGGAAGCACCGNCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCACG 
TAGGCGGCCTTGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTTGAAACTGCAGGGCTTGAATCCTGGAGAGGGTGGCGGAATTCCTGGTGT 
AGGAGTGAAATCCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACAGGTATTGACGCTGAGGTGCGAAAGTGTGGGGAGCANACAGGATTAG 
ATACCCTGGTAGTCCACACCGTAAACGATGGATACTAGGTGTCGGGGACTTGATCTTCGGTGCCGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCG 
CAAGGCTGAAACTCAAAGAAATTGNCGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTGACATCCTGGN 
AATCCTGCAGAGATGCGGGAGTGCCCTTCGGGGAATCCAGAGACAGGTGCTGCATGRCTGTCGNCAGCTCGTGCCGTGAGGTGTTGGGTTAARTCCCGCAACGAG 
CRCAACCCCTATTCTCAGTTGCCAGCACATAATGGTGGGCACTCTGTGGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAANTCATCATGGCCC 
TTACGCCTAGGGCTACACACGTACTACAATGGTGGGTACAAAGGGCAGCGAAACCGCGAGGTCGAGCGAATCTCAAAAAACCCATCATAGTCCGGATTGCAGTCT 
GCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGT 
CGGTTCTACCCGAAGTCGCCGGACTAACCCTTGGGAGGTAGGCGCCTACGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATT 
AACGCTGGCGCCATGCCTAATACATGCAAATCGAACGAAGCCTTTATGGCTTAGTGGTGAACGGGTGAGTAACACGTATCCAATCTACCCTTAAGTTGGGGATAA 
CTAATCGAAAGATTAGCTAATACCGAATAATAACATCATTATCGTATGAGAAGATGTAGAAAGTTGCGTTTGCAACGCTTTTGGATGAGGGTGCGACGTATCAGA 
TAGTTGGTGAGGTAACGGCTCACCAAGTCAATGACGCGTAGCTGTACTGAGAGGTAGAACAGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCA 
GCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTTATGAAGCAATGCCGCGTGAACGATGAAGGTCTTATAGATTGTAAAGTTCTTTTATATGGGAAGAATGCTA 
AGATAGTAAATGATTATTAGTTTGACTGTACCATTTGAATAAGTATCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGATGCAAGCGTTATCCGGATTT 
ACTGGGCGTAAAACGAGCGCAGGCGGATTTGTAAGTTTGGTATGAAATCTAGATGCTTAACGTCTAGCTGTATCAAAAACTACAAATCTAGAGTGTAGTAGAGAG 
TTGGGGAACTCCATGTGGAGCGGTAAAATGCGTAGATATACGGAAGAACACCGGTGGCGAAGGCGCCAACTTGGACTATCACTGACGCTTAGGCTCGAAAGTGTG 
GGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACCGTAAACGATGATCATTAAATGTCGGCTCGAATGAGTCGGTGTTGTAGCTAACGCATTAAATGATCTG 
CCTGGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTTGACAATACACGTAGAACCTTACC 
TAGGTTTGACATCTATTGCAATGCTATAGAAATATAGCGGAGGCTAACAATATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCCTTTCGTTAGTTACTTTATCTAGCGATACTGCTACCGCAAGGTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATA 
TCTAGGGCTGCAAACGTGCTACAATGGCTAATACAAATTGCTGCAATACCGTAAGGTGGAGCGAATCAAAAAAGTTAGTCTCAGTTCGGATAGAGGGCTGCAATT 
CGTCCTCTTGAAGTTGGAATCACTAGTAATCGCGAATCAGACATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACTATGGGAGCTGGTA 
ATATCTAAAACCGCAACGCTAACCGTAAGGAGGCATGCGTCTAGGGTAGGATCGGTGACTGGAGTTAAGTCGTAACAAGGTATCCCTNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGCACTT 
CGGTGGCTGACGAGTGGCGCACGGGTGAGTAACGCGTATGCAACCTACCTTTCACAGTGGGATAGCCCAGAGAAATTTGGATTAATACCGCATAGTATGCAGGAC 
CAGCATTGGATCTGTATTAAACATTTATGGGTGAGAGATGGGCATGCGTTCTATTAGTTAGTTGGAGTGGTAACGGCACCCCAAGACAGCGATAGATAGGGGCCC 
TGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGC 
CGCGTGCAGGAAGACGGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAACACCCCGACGTGTCGGGGCTTGACGGTACTGTAGGAATAAGGATCGGCTAA 
CTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGTGGGACGATTAAGTCAGAGGTGAANTCNTGC 
AGCTCAACTGTAGAATTGCCTTTGAAACTGGTTGTCTTGAATCATTGTGAAGTGGNTAGAATATGTGGTGTAGCGGTGAAATGCATAGATATCACCTAGAATACC 
GATTGCGAAGGCAGNTCACTAACAAGGTATTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATA 
CTAGCTGTACGGACTTCGGTCTGTGTGGCTAAGCGAAAGTNATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAGACTTTCCTTCGGGCAATT 
TACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGA 
ACTCTAGCAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACACACGTGCTACAATGGTGGGGACA 
GAGAGCAGCCACTGGGCGACCAGGAGCGAATCTATAAACCCCATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCAT 
ATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTCACCGCAAGGAGCGGCCTAG 
GGTAAAATTGGTAACTAGGGCTAAGTCGTAACAAGGTAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGG 
CTCAGGATGAACGCTAGCGGGAGGCCTAACACATGCAAGCCGAGCGGTAGAGTGTCTTCGGATACTTGAGAGCGGCGTACGGGTGCGGAACACGTGTGCAACCTG 


CCTTTATCTGAGGGATAGCCTTTCGAAAGGAAGATTAATACCTCATAATATACTGATTGGCATCAATTAGTATTGAAAGCTCCGGCGGATAGAGATGGGCACGCG 
CAAGATTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAATGATCTTTAGGGGGCCTGAGAGGGTGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCT 
ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGCAAGCCTGATCCAGCCATCCCGCGTGAAGGACGACGGCCCTATGGGTTGTAAACTTCTTTTGTACAGG 
GATAAACCTACTCTCGTGAGGGTAGCTGAAGGTACTGTACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGG 
ATTTATTGGGTTTAAAGGGTCCGCAGGCGGGCTAGTAAGTCAGTGGTGAAAGCCTACAGCTTAACTGTAGAACTGCCGTTGATACTGCTAGTCTTGAGTATAGTT 
GAGGTAGCTGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCAGGTTACCAAGTTATAACTGACGCTGAGGGACGAAA 
GCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGCTAACTCGTTTTTGGGCTATATGGTTCAGAGACTAAGCGAAAGTGATAAGTT 
AGCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATCATGTGGTTTAATTCGATGATACGCGAGGAACCT 
TACCAAGGCTTAAATGGGAATTGATAGCTGTAGAAATACGGTTTTCTTCGGACAATTTTCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTAGG 
TTAAGTCCTGCAACGAGCGCAACCCCTGTCACTAGTTGCCATCATTAAGTTGGGGACTCTAGTGAGACTGCCTACGCAAGTAGAGAGGAAGGTGGGGATGACGTC 
AAATCATCACGGCCCTTACGCCTTGGGCCACACACGTGATACAATGGCCGGTACAGAGGGCAGCTACACTGCGAAGTGATGCAAATCTCGAAAGCCGGTCTCAGT 
TCGGATTGGAGTCTGCAACTCGACTCTATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGAACGCTGGCGGCGTGGATAAGACATGCAAGTCGAACGGGATATT 
TCTGGTAGTAATACTAGGAATGTTCAGTGGCGAACGGGTGCGTAACACGTGGATACATTCCGGGAAGCGGGGGATAGCCCAGGGAAACTTGGATTAATACCGCAT 
GTGGTCGAGAGACTAAAGACGGGGACCGCAAGGCCTGTCACTTCCCGATTGGTCCGCGGCCTATCAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCTACGACGG 
GTAGCTGGTCTTAGAGGACGACCASCCACACTGGAACTGAGACTCGGTCCAGACACCTACGGGTGGCAGCAGTCGAGAATCTTTCACAATGGGGGCAACCCTGAT 
GGAGCGACNCCGCGTGGAGGATAAGGTCTTCGGATTGTAAACTCCTGTCATGCGTGAACAAGGCTGCGAGGATAATACCTTTGCAGATTGATGGTAGCGCAAGAG 
GAAGAGACGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTGGCGTGGTAAGTCAG 
ATGTGAAAGCCCAGGGCTCAACCCTGGAATTGCATCCGATACTGCTGTGCTAGAGTACTGGAGGGGTGACTAGAATTCTCGGTGTAGCAGTGAAATGCGTAGATA 
TCGAGAGGAATACCAAAGGCGTAGGCAGGTCACTGGACAGTTACTGACACTGAGGCACGAAGGCCAGGGGAGCGMRCGGGATTAGATACCCCGGTAGTCCTGGCA 
GTAAACGGTGCATACTTGGTGTGGGAAGATTCGACCCTTCCTGTGCCGGAGCTAACGCGTTAAGTATGCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAMA 
GAAATTGACGGGGACCCGCACAAGCGGTGGAGTATGTGGCTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGCACTGTGTCTCCGATGAAAGTC 
GGATAGAGTAGCAATACTCGCTTTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGATT 
TGTTGCCACCCGGTTTACCGGAGCACTCGAATCAGACTGCCTCGATCAACGAGGAGGAAGGTGGGGATGACGTCAAGTCCGTATGGCCCTTACGACCAGGGCTGC 
ACACGTACTACAATGCCCAGCACAATGTGAACCGAAACCGCGAGGTGGAGGAAATCAGTAAAACTGGGCTCAGTTCAGATTGTAGTCTGCAACTCGACTACATGA 
AGTTGGAATCGCTAGTAATGGTACATCAGCTACGGTACCGTGAATACGTCCCCGGGTCTTGTACACACCGCCCGTCACATCATGGAAGCTGGTTTCGCCCGAAGT 
GCGTGAGTCAACCGCAAGGGGACAGCGCCCTAAGGCAAGACTGGTGACTGGGATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
GAACGAACGCTGGCGGCGTGGATAAGACATGCAAGTCGAACGGGACATTATGAGTAGCAATACAAGTGATGTTTAGTGGCGAACGGGTGCGTAACACGTGGATAC 
ATTCCGGAAAGCGGGGGATAGCCCAGGGNAACTTGGATTAATACCGCATGTGGTCGAGAGAC TAAAGACGGGGATCGAAAGACCTGTCACTTTCCGATTGGTCCG 
CGGCCTATCAGCTAGTTGGCGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCTGGTCTTAGAGGACGACCACCCACACTGGAACTGAGACNCGGTCCAGACAC 
CTACGGGTGGCAGCAGTCGAGAATCTTTCACAATGGGGNCAACCCTGATGGAGCGACACCACGTGGAGGATAAGGTCTTCGGATTGTAAACTCCTGTCATGCGTG 
AACAAGGTTGCTTGGATAATACCTGAGCAAATTGATGGTAGCGCAAGAGGAAGAGACGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGTCTCAAGCGTT 
GTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTGGCGTGGCAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATCCGATACTGCCATGCTAGAGT 
ACTGGAGGGGTGACTAGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAATACCAAAGGCGTAGGCAGGTCACTGGACAGTTACTGACACTGAGGC 
ACGAAGGCCAGGGGAGCGANCGGGATTAGATACCCCGGTAGTCCTGGCAGTAAACGGTGCATACTTGGTGTGGGAAGATTCGACCCTTCCTGTGCCGGAGCTAAC 
GCGTTAAGTATGCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGACGGGGACCCGCACAAGCGGTGGAGTATGTGGCTTAATTCGATGCAACG 
CGAAGAACCTTACCTGGTCTTGAAATACACTGTGTCTCCGATGAAAGTCGGATAGAGTAACAATACTCGCTTTGCACAGGTCCTGCATGNCTGTCGTCAGCTCGT 
NTCGTGAGATGTTGGGTTAAGTCCCCCAACGAGCNCAACCCTGTGATNTGTTGNCACCCGGTTTACCGGAGCACTCGAATCAGACTGCCTCGATCAACGAGGAGG 
AAGGTGGGGATGACGTCAAGTCCGTATGGCCCTTACGACCAGGGCTGCACACGTACTACAATGCCCAGCACAATGTGAACCGAAACCGCGAGGTGGAGGAAATCA 
GTAAAACTGGGCTCAGTTCAGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATGGTACATCAGCTACGGTACCGTGAATACGTTCCCGGGT 
CTTGTANACACCGCCCGTCACATCATGGAAGCTGGTTTCGCCCGAAGTGCGTGAGTCAACCGCAAGGGGACAGCGCCCTAAGGCAAGACTGGTGACTGGGATGNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGAACGCTGGCGGCGTGGATAAGACATGCAAGTCGAACGGGATCATTGGAGTAG 
CAATACAACGATGGTCTAGTGGCGAACGGGTGCGTAACACGTGGATACATTCCGGGAAGCGGGGGATAGCCCAGGGAAACTTGGATTAATACCGCATGTGATCGA 
GAGATCAAAGACGGGGACCGCAAGGCCTGTCACTTCCCGATTGGTCCGCGGCCTATCAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCTACGACGGGTAGCTGG 
TCTTAGAGGACGACCASCCACACTGGAACTGAGACTCGGTCCAGACACCTACGGGTGGCAGCAGTCGAGAATCTTTCACAATGGGGGCAACCCTGATGGAGCGAC 
GCCGCGTGGAGGATAAGGTCTTCGGATTGTAAACTCCTGTCATGTGTGAACAAGGTTGCAGGGATAATACCTTTGCAAATTGATGGTAACACAAGAGGAAGAGAC 
GGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGTCTCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTGGCGTGGTAAGTCAGATGTGAAA 
GCCCGGGGCTCAACCTCGGAACAGCATCCGATACTGCCGTGCTAGAGTACTGAAGAGGTGACTAGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGG 
AATACCAAAGGCGAAGGCAGGTCACTGGGCAGTTACTGACACTGAGGCACGAAGGCCAGGGGAGCAMMCGGGATTAGATACCCCGGTAGTCCTGGCAGTAAACGG 
TGCACGTTTGGTGTGGGTGCAATCGACCGCGTCCGCGCCGGAGCTAACGCGTTAAACGTGCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGA 
CGGGGACCCGCACAAGCGGTGGAGTATGTGGCTTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATACATTGTGTCTCCGGTGAAAGCCGGATAGGG 
TAGCAATACCCGCTTTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTGAKNTGTTGCCA 
CCGGCGTATGCCGAGCACTCGAATCAGACTGCCTCGATCAACGAGGAGGAAGGTGGGGATGACGTCAAGTCCGTATGGCCCTTACGACCAGGGCTGCACACGTAC 
TACAATGCCCAGCACAATGTGAACCGATACCGCGAGGTGGAGGAAATCAGCAAAACTGGGCTCAGTTCAGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAA 
TCGCTAGTAATGGTACATCAGCTACGGTACCGTGAATACGTCCCCGGGTCTTGTACACACCGCCCGTCACATCATGAAAGCTGGTTTCGCCCGAAGTGCGTGCGC 
CAACCGCAAGGAGGCAGCGCCCTAAGGCAAGACTGGTGACTGGGATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGAAC 
GCTGGCGGCGTGGATAAGACATGCAAGTCGAACGGGATATTACGAGTAGCAATATGAGTGATGTTCAGTGGCGAACGGGTGCGTAACACGTGGATACATTCCGGG 
AAGCGGGGGATAGCCCAGGGAAACTTGGATTAATACCGCATGTGGTCGAAAGACTAAAGACGGGGACCGCAAGGCCTGTCACTTCCCGATTGGTCCGCGGCCTAT 
CAGCTAGTTGGCGGGGTAAAAGCCCACCAAGGCTACGACGGGTAGCTGGTCTTAGAGGACGACCAGCCACACTGGAACTGAGACACGGTCCAGACACCTACGGGT 
GGCAGCAGTCGAGAATCTTTCACAATGGGGGCAACCCTGATGGAGCGACGCCGCGTGGAGGATAAGGTCTTCGGATTGTAAACTCCTGTCATGCGCGAACAAGGT 
TGCATGGKTAATAACTGTGCAAWTTAATGGTAGCGCAAGAGGAAGAGACGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGTCTCAAGCGTTGTTCGGAA 
TCACTGGGCGTAAAGGGTGCGTAGGTGGCATGGTAAGTCAGATGTGWAAGCCCAGGGCTCAACCTTGGAATTGCATCCGATACTGCTGTGCTAGAGTACTGGAGG 
GGTGACTAGAATTCTCGGTGTAGCAGTGAAATGCGTAGATATCGAGAGGAATACCAAAGGCGTAGGCAGGTCACTGGACAGTTACTGACACTGAGGCACGAAGGC 
CAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTGGCAGTAAACGGTGCATACTTGGTGTGGGAAGATTCGACCCTTCCTGTGCCGGAGCTAACGCGTTAAG 
TATGCCGCCTGGGAAGTACGGTCGCAAGATTAAAACTCAAAGAAATTGACGGGGACCCGCACAAGCGGTGGAGTATGTGGCTTAATTCGATGCAACGCGAAGAAC 
CTTACCTGGTCTTGACATGCACTGTGTCTCCAATGAAAGTTGGATAGAGTAGCAATACTCGCTTTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTGTGATTTGTTGCCACCCGGTTTACCGGAGCACTCGAATCAGACTGCCTCGATCAACGAGGAGGAAGGTGGG 
GATGACGTCAAGTCCGTATGGCCCTTACGACCAGGGCTGCACACGTACTACAATGCCCAGCACAATGTGAACCGAAACCGCGAGGTGGAGGAAATCAGTAAAACT 
GGGCTCAGTTCAGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATGGTACATCAGCTACGGTACCGTGAATACGTTCCCGGGTCTTGTACA 
CACCGCCCGTCACATCATGGAAGCTGGTTTCGCCCGAAGTGCGTGAGTCAACCGCAAGGAGACAGCGCCCTAAGGCAAGACTGGTGACTGGGATGNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGGG 
GAGTTTCTTCGGAAACAAACCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTTGTAGAGGGGAATAGCCTCCCGAAAGGGAGATTAATACCGCATAA 
CATTGCAGCTTCGCATGGAGCAGCAATTAAAGGAGTAATCCGCTACAAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGAT 


GCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTG 
ATGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGC 
CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAAC 
CTGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGA 
AGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGT 
GGGAGGTATCAACTCCTTCCGTGCCGCCGTTAACACATTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACATCTCCTGCATTACTCTTAATCGAGGAAGTCCCTTCGGGGACAGGAT 
GACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACT 
CTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAACG 
AGATGCAATACCGYGAGGTGGAGCTAAACTATAAAACTTGTCTCAGTTCGGATTGTAGGCTGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATC 
AGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCAATACCCAAAGTTCGTGAGCTAACCGCAAGGAGGCAGCGA 
CCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGG 
ATAACCCTCGGAAACGGGGGCTAATACCGAATACGACACACGTTCGCATGAAGTCTGTGTGGAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGT 
TGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG 
TGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGA 
CGGTACCTGCAGAGGAGGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCG 
GCTTGTCGCGTCGAATGTGAAATCTCAGGGCTCAACTCTGACATTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCCTCTCCGGGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACGGA 
AATCCTCCAGAGATGGGGGGTCCTTCGGGGTCGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTCGTTCGATGTTGCCAGCGCGTAATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGT 
CCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAGACCGTGAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACT 
CGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCA 
ACACCCGAAGCCGGTGGCCTAACCCGTAAGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTTTGGGATAACCCTC 
GGAAACGGGGGCTAATACCGAATACGACACGAGGTCGCATGGTCTTCGTGTGGAAAGTTTTTCGGTTTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGT 
AATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATA 
TTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTG 
CAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGC 
GTCGAATGTGAAAACTTGGGGCTCAACCCCAAGCTTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGC 
AGATATCAGGAGGAACACCGGTGGCGAAGGCAGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 
ACGCTGTAAACGTTGGGCGCTAGGTGTGGGGACCCTCTCCGGGTTTCTGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAA 
CTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACGGAAATCTCGCA 
GAGATGTGGGGTCCTTCGGGGTCGTGCACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCG 
ATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTT 
CACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAGACCGTGAGGTTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGT 
GAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAA 
GCCGGTGGCCTAACCCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNAGAGTTTGATCATGGCTCAGGATGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAACACG 
TACTTAACGTACCCTTTAGTTTGGGATAACGACTAGAAATGGTCGCTAATACCGGATACTTATGTTAATCGCATGATTAATATATAAAAGAAGCGTTTGCTTCGC 
TAGAGGATCGGGGTGCGTAACATTAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACTGAG 
ATACGGCCCAGACTCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAAGTCTGATGGAGCGACACAGCGTGCAGGATGACGGCTTCGGGTTGTAAAC 
TGCTGTTATAAGGGAAGAAAAAATCATAGAGGAAATGCTATGATCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCAGCAGCNGGGTAATACATAG 
GTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGGTGTGAAAACTTGGGGCTCAACCCCAAATTGCATTGGATACTGG 
CAAACTAGAGTTATGTAGAGGTAAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAACTTGGNGNAGGCAGCTTACTGGACATACA 
CTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATGATTAGCTGATGGGGAACTCATCGGCGCNNA 
ACGCATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATA 
ACGCGTAGAACCTTACCCGCTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTGGAGGCTAACGGAATGACAGATGGTGCATGGTTGTCGTCAGTTCGTGTCG 
TGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCCTTAGTTAGATGATCTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACGACGTCAAA 
TCATCATGCNTCTTACGAGCGGGGCAACACACGTGCTACAATGGGACGGTACAAAGAGAAGCAAGACAGCGATGTGGAGCAAATCTCAAAAAACCGTTCTCAGTT 
CGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCNNNNACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGT 
CACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACCACGGAGACAATCGCTAAGGCAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTAACCGNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNC TGGCGGCAGGCCTAACACATGCAAGTCGTGCGCGCCTTCGGGTGAGCGGCGGACGG 
GTGAGTAACACGTGGGAATATGCCCTTCTGTTGAGGATAGCCCCGGGAAACTGGGAGTAATACTCGATACGCCCTTTGGGGGAAGGAAGGATTAGCCCGCGTCTG 
ATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCAGTAGCTGGTTTTAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGAGGAATCTTAGACAATGGGCGAAAGCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGGGATGAT 
AATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGT 
AGGCGGACTGGAAAGTTGGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTCCAAAACTATCAGTCTAGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTA 
GAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGTTGCATGCAATTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGAGAGTACGGTCG 
CAAGATTAANACTCACAGGAATTGACGGCGGCCCGCACAAGCGGNGGAGCATGTGGCTTAATTCGAAGGAACGCGCAGAACCTTACCAACCCTTGACATCCTGTG 
CTAACCCGAGAGATCGGACTTTCCCTTCGGGGACGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCG 
CAACCCACATCCTTAGTTGGCAGCAGTTCGGCTGGGCACTCTAGGGAAACTGCCCGAGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTA 
CGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCCAAAAACTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAA 
TCGCTAGTAATCGCGTAACAGCATGACGCGGTGAAATACGTTCCCGGNCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCTGACGTCCGTGCGC 
TAACCTTCGGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGGTGAANTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGTAACAGGAGAGAGCTTGCTCTCTTGCTGACGAGTGGCGGACG 
GGTGAGTAATACATGGGAATCTGCCCTGAGGTGGGGGATAACCCGGGGAAACTCGGGCTAATACCGCATGATCTCTTCGGAGCAAAGTGGGGGACCTTCGGGCCT 
CACGCCTTGGGATGATCCCATGTCTGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCAATAGCCGGCCTGAGAGGGCGGACGGCCACACTGGGA 
CTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTGCGGGT 
TGTAAAGCACTTTTATCGGGGAAGAATAGGTTGTCGTTAATACGCCAACACTTGACATTACCCGTTGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 


ATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGAAGCTTAAGTCTGATGTGAAAGCCCCGGGCTTAACCTGGGAATGGCATT 
GGAAACTGGGTTTCTAGAGTGTGGTAGAGGATAGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAAGAACACCGATGGCGAAGGCAGCTATCTGG 
GCCAAACCTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTTGTCGTTGGGGGAGTTTAAT 
CCTTCAGTGACGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATCCTCGGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACCGAGTGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCCTAGTTGCCAGCACTTCGGGTGGGAACTCTAGGGAGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGTCGGTACAATGGGTAGCTAAGCCG 
CGAGGTGGAGCCAATCCCTCAAAGCCGATCTTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGTCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTGGCTAGTCTAACCTTCGGGAGGACGGTCACCACGGTGTG 
ATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAG 
GACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGAGGAGAGTTCCTTCGGGAACAAACCTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCT 
TGTAGAGGGGAATAGCCTTCCGAAAGGAAGATTAATACCGCATAATATTGCAGCTTCGCATGGAGCAGTAATTAAAGGAGCAATCCGCTACAAGATGGGCCCGCG 
GCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTCTTCAGGGA 
CGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGA 
GCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAG 
TGTAGCGGTGAAATGCGTAGAGAT TAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTGGGAGGTATCAACTCCTTCCGTGCCGCCGTTAACACATTAAGTATCCCGCCTGGGGAGTA 
CGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGACTTGACAT 
CTCCTGCATTACTCTTAATCGAGGAAGTCTCTTCGGAGACAGGATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATTGTTAGTTGCTACCATTTAGTTGAGCACTCTAGCGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCC 
CCTTATGTCTAGGGCTACACACGTGCTACAATGGCAAGTACAACGAGATGCAATACCGCGAGGTGGAGCTAAACTATAAAACTTGTCTCAGTTCGGATTGTAGGC 
TGAAACTCGCCTACATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAG 
TTGGCAATACCCAAAGTTCGTGAGCTAACCGCAAGGAGGCAGCGACCTAAGGTAGGGTCAGCGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGC 
GGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAAC 
GGAAAGGCCCCTTCGGGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGACCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGA 
TATTCCCTTCTGGCCGCATGGTTGGTTGGGGAAAGCGTTATGTAGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCG 
ACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCGCCGACGAAGCGTAAGTGACGGTAGGCGCAGAAGAAGCACCGGCC 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTCCGTGAAATCCC 
ACGGCTTAACTGTGGGCGTGCGGGCGATACGGGCAGACTAGAGTGCTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGGTCTCTGGGCAGCTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGG 
TACTAGGTGTGGGTTCTTTCCTAAGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGG 
GGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTTG 
GGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCATGTTGCCAGCGGGTGAT 
GCCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGC 
CGGTACAAAGGGCTGCGAAGCCGTGAGGTGGAGCGAATCCCTGCAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCG 
TCAGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGATGGATCACCTNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAACTTGATGGGAGCTTGCTCCCTGAGAGTTAGCGGCGGA 
CGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACTTTTTTCTTCGCATGAAGGAGAATTGAAAG 
ACGGCTTTAAGCTACCACTTACAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACTTGAGAGGGTGATC 
GGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATG 
AAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAGTATCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTG 
CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAA 
CCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGAAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCG 
AAGGCGGCTCTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTG 
TTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTTGACCTCCCTAGAGATAGGGATTTCCCTTCGGGGACAAG 
AGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACCTTAGTTGCCAGCATTCAGTTGGGC 
ACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACA 
AAGGGTTGCTAGACCGCGAGGTTACGCCAATCCCATAAAACCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCG 
GATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTGGAGCCA 
GCCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACT 
GGGTCTAATACCGGATATGACCACTGGTCGCATGATCGTGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCC 
TACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCGAGACTCCTACGGGAGGCAGGCAGTGGGGAATATTGCG 
CAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAA 
GAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTG 
TCGTGAAAGCCACGGCTTAACCGTGGGTCTGCGGTGGATACGGGCAGAC TAGAGGCAGGTAGGGGAGAACGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATAT 
CGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTTGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCG 
TAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAG 
GAATTGACGGGGGCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCGGAAACATCAGAGATGTGGGG 
TCCTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGC 
ACCTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTA 
CAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGT 
CGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCC 
AACCACCTTGTGTGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAA 
GTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAAT 
ACCGGATATGACCCTCCATCGCATGGTGTGAGGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGC 
GACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCTTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGGA 
AGCCTGAGCCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCGCCGG 
CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCCGTCGTGAAAGC 


CCACGGCTTAACTGTGGGTCTGCGGTGGATACGGGCAGAC TAGAGGCAGGTAGGGGAGCATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAA 
CACCGGTGGCGAAGGCGGTGCTCTGGGCCTGTACTGACGCTGAGGAGC GAAAGCGTGGGGAGC GAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTG 
GGCGCTAGGTGTGGGGTCCTTCCACGGATTCCGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACG 
GGGGCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCGAAAACTCGCAGAGATGCGGGGTCCTTTTG 
GGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGG 
TGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCG 
GTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCGTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAA 
TCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCGCGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCTTTTG 
GGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGAC GNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGG 
CCCTTTGGGAGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTG 
CGTCACGCATGTGGTGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCG 
GCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAGGCCTGAGCCAGCGA 
CGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTTTGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAGTACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCACGGCTTAACCGTGG 
GTCTGCGGTGGATACGGGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAGTGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCG 
GTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGT 
TCTTCCACGGATTCCGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
CGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGACATTGCCGGAAACCAGCAGAGATGTTGGTCCTTTGGGCCGGTGACAGGTGGTG 
CATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGAC 
CGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATA 
CCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCT 
GCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCTTGTGGGGGGAGCGGTCGAAGG 
TGGGGCCGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCG 
AGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATAACCACTGGTCTCATGATCGGG 
TGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACC 
GGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGAGGGATG 
ACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCACGGCTTAACCGTGGGTCTGCGGTGGATACG 
GGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTA 
CTGACGCTGGGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCG 
CGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGCGGAGCATGTTGCTTAA 
TTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCGGAAACATCAGAGATGTGGGGTCCTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTC 
GGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCG 
AATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTC 
CCGGGCCTTGTGCACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACCTTGTGTGGGGGGAGCGGTCGAAGGTGGGGCCGGCG 
ATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACG 
GGTGAGTAACACGTGAGCAACCTGCCCCCGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACACACACCGCATGGTGGAGTGTGGAAAGTTT 
TTCGGTCGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGA 
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGGGGATGACGGCCTTCGGG 
TTGTAAACCGCTTTCAGCAGGGACGAAAACAGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGATGTGAAAGCTCGAGGCTTAACCTCGGGTCTGCATCCGATACGGGCAGACTAGAGGCA 
GGTAGGGGAGAACGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGACCTTCCACGGTTTCCGCGCCGCAGCTAACGC 
ATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGA 
AGAACCTTACCAAGGCTTGACATCGCCGGAAAACTCGCAGAGATGCGGGGTCCCTTGTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTAAGGTGGAGCGAATCCCTTAAAGC 
CGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACGTCACGAAAGTCAGCAACACCCGAAGCCCGTGGCCCAACCCGCAAGGGAGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGA 
GCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACCACTGGTCGCATGATCGTGTGGTGGAAAGTTTTTCGGTTGGGGATG 
GGCTCGCGGCCTATCAGCTTGTCGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGAGGGATGACGGCCTCCGGGTTGTAAACCTCTTTC 
AGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATT 
GGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCACGGCTTAACCGTGGGTCTGCGGTGGATACGGGCAGACTAGAGGCAGGTAGGGGAGAA 
TGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGG 
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCGCGCCGCAGCTAACGCATTAAGCGCCCG 
CCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAA 
GGCTTGACATCGCCGGAAAACCATCAGAGATGGTGGGTCCTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTC 
ATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGG 
ATCGAAGTCTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
GTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACCTTGTGTGGGGGGAGCGGTCGAAGGTGGGGCCGGCGATTGGGACGNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGAGTACTCGAGCGGCGGACGGGTGAGTAACACGTGAGCAACCTGCCC 
CTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATGCGACCACTGCAGGCATACTGTTGGTGGTGGAAAGTTTTTCGGTCGGGGATGGGCTCGCGGC 
CTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAACCGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACG 
AAGCTAACGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG 
AGCTCGTAGGCGGCTTGTCACGTCGGGTGTGAAAGCCCACAGCTTAACTGTGGGTCTGCATCCGATACGGGCAGGCTAGAGGCAGCTAGGGGAGCATGGAATTCC 
CGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTGCTCTGGGGCTGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGTCCTTCCACGGATTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGA 


CATCGCCGGAAATCCTCAGAGATGGGGGTCCTTTTGGGCCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCTCGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGGGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCC 
CCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGAAGT 
CTGCAACTCGACTTCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAA 
AGTCGGCAACACCCGAAGCCCGTGGCCCAACCCGCAAGGGAGGGAGCGGTCGAAGGCGGGGCCGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGG 
ATAAGCCTGGGAAACTGGGTCTAATACCGGATACGACACATGGCCGCATGGTCTGTGTGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTG 
TTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTG 
TACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCT 
TGTCGCGTCTGCCGTGAAAGCCCGTGGCTTAACTACGGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGTCTTCCACGATTCCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACATACACCGGAAACG 
CCCAGAGATGGGTGCCTCCTTTTGGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTTCCATGTTGCCAGCACGCCCGTTTGGGTGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTT 
ATGTCTTGGGCTGCAAACATGCTACAATGGTCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGC 
AACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTC 
GGCAACACCCGAAGCCCGTGGCCCAACCTTTGTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAG 
CCCGGGAAACTGGGTCTAATACCGGATACGACCGCCCCGGCATCGGGTGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTG 
GGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCGCAATGGGCGAAGCCTGAGCCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGC 
AGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCG 
TCTGCCGTGAAAGCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGCCGGCTAGAGGTAGGTAGGGGCAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGCAGA 
TATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTGACGCTGAGGGGCGAAAGGCGTGGGGAGCGAACAGGATTAGATATCCTGGTAGTCCAC 
GCTGTAAACGTTGGGCGCTAGGTGTGGGACCCTTCCACGGGTTCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGGAAAGCTCTGGAGAC 
AGAGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTT 
GCCAGCACGCCTTCGGGGTGGTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCT 
GCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGAAACCGCGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCA 
TGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGA 
AGCCCGTGGCCCAACCCGTAAGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGGGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACT 
GGGTCTAATACCGGATACGACCGCCCCGGCATCGGGTGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCC 
TACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCA 
ATGGGCGAGACCTGCGCCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAA 
AGCTCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGCTGGCTAGAGGTAGGTAGGGGAGAACGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAG 
GAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACG 
TTGGGCACTAGGTGTGGGGATCTTCCACGATTCCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGA 
CGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCTGCAGAGATGTGGCCCTCT 
TCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCAGGG 
CCTTCGGCGTGCTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATG 
CTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGG 
AGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGG 
CCCAACCAGCTTGCTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGC 
AAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGGGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTA 
ATACCGGATATGACCGTTTCGGCATCGGATGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCG 
GAAGCCTGAGCCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCGCC 
CAGCTTAACTGCGGGTCTGCGGTGGATACGGGCCGGCTAGAGGTAGGCAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACAC 
CGGTGGCGAAGGCGCTTTGCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGC 
GCTAGGTGTGGGGGTCTTCCACGATCTCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGGACACTCCCAGAGATGGGGGCTTCTTCGGAC 
TGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCACGCCTCTTC 
GGGGTGGTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACA 
ATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCG 
CTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAA 
CCCGTAAGGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGA 
GCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACCGGGTCTAATACCGG 
ATACGACCATTTCGGGCATCCGATGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACG 
ACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCC 
TGAGCCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACG 
TGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCTTAGGGCTT 
AACCCTAGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGG 
CGAAGGCGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGC GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCGCGCTGTAAACGTTGGGCGCTGGG 
TGTGGGGTGCTTCCACGTGTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTCAGATACACCGGAAACCTTCAGAGATGGAGGCCTCTTCGGACTGGTG 
TACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCGACGCCTTTGGGGTG 
GTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCC 
GGTACAGAGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTA 


ATCGCAGATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCGGTT 
TTCCGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGG 
AAAGGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATG 
ACCATTTCGGCATCCGATGGTGGTGGAAAGTTTTTTCGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGT 
AGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCC 
AGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCTTAGGGCTTAACCCT 
AGGTCTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG 
CGGCTTGCTGGGCCAGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGG 
GTGCTTCCACGTGTCCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC 
GGCGGAGCATGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACATACACCGGAAAGCCTCAGAGATGGGGCCCTCTTCGGACTGGTGTACAGG 
TGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGCCTTTGGGGTGGTGGGGA 
CTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAG 
AGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAG 
ATCAGCAATGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCGGTTTTCCGGG 
GGGAGCGGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCC 
CTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCACT 
TCAGGCATCTGATGGTGGTGGAAAGATTTCTTGGTTGGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCG 
GCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGA 
CGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCGCAGCTTAACTGCGGGTCTG 
CGGTAGATACGGGCCGGCTAGAGGTAGGCAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTG 
CTGGGCCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGACCCTTC 
CACGGGTTCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCA 
TGTTGCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGGAAACGTGCAGAGATGTGCGCCTCTTCGGACTGGGTGACAGGTGGTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCACGCTCCTTCGGGGGTGGTGGGGACTCATG 
GGGGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTT 
GCTAAACCGCGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGC 
AACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACCTCGTGTGGGGGGAG 
CGGTCGAAGGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCG 
GGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATACGACTCCGGCCGC 
ATGGTCTGGTGGTGGAAAGTTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTG 
AGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCG 
CGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCGCAGCTTAACTGCGGGTCTGCGGTG 
GATACGGGCCGGCTAGAGGTAGGTAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGG 
CCTTACCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGTCTTCCACGA 
TCTCGTGCCGGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCACACAAGCGGCGGAGCATGTT 
GCTTAATTCGAGCCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGGACCGGTCTAGAGATAGATCTTCCCTTTTGGGCTGGGTGACAGGTGGTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCAACCTCTTCGGAGGGTTGGGGACTCATGGGGG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGCTGCGA 
TACCGTGAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCTTGTGGGGGGAGCGGTCGAA 
GGTGGGGCTGGCGATTGGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACT 
CGAGCGGCGAACGGGTGAGTAACACGGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCGCCCCGGCATCGGGT 
GGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTAGCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA 
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGAGCCAGCGACGCCGCGTGGGGGA 
TGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAG 
GGGAAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTGGTCGCGTCTGCCGTGAAAGCCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGC 
CGGCTAGAGGTAGGTAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCTTACCTG 
ACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGATCTTCCACGATTCCGTGCC 
GGAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTC 
GAGCCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGGAAAGCCCTGGAGACAGAGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTCCATGTTGCCAGCACGCCTTCGGGGTGGTGGGGACTCATGGGGGACTGCCGGGGTC 
AACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTGAGGTG 
GAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAATGCTGCGGTGAATA 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTGGGGGGAGCGGTCGAAGGTGGGGCT 
GGCGATTAGGGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAGCGGAAAGGCCCTTCGGGGGTACTCGAGCGGCG 
AACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCGCCCCGGCATCGGGTGGTGGTGGAA 
AGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGAGCCAGCGACGCCGCGTGGGGGATGACGGCCT 
TCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGCCAAGC 
GTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGCTTGTCGCGTCTGCCGTGAAAGCTCGCAGCTTAACTGCGGGTCTGCGGTGGATACGGGCTGGCTAG 
AGGTAGGTAGGGGAGAACGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGCCTTACCTGACGCTGA 
GGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGTCTTCCACGATCTCGTGCCGGAGCTA 
ACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCGCCACAAGCGGCGGAGCATGTTGCTTAATTCGAGCCAA 
CGCGAAGAACCTTACCAAGGCTTGACATCGCCCGGAAAGCTGCAGAGATGTGGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCTCCATGTTGCCAGCACGCCTTCGGGGTGGTGGGGACTCATGGGGGACTGCCGGGGTCAACTCGG 
AGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGCGAGGTGGAGCGAA 
TCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCAGCTTGCTGGGGGGAGCGGTCGAAGGTGGGGCTGGCGATT 
GGGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNC TGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACATTTCAAAAGC 
TTGCTTTTGATGATGACGAGCGGCGGACGGGTGAGTAATGCCTGGGAATATGCCTTGATGTGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAATGCCT 


ACGGGCCAAAGAGGGGGATCTTCGGGCCTCTCGCGTCAAGATTAGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTG 
GTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCA 
TGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAAGGTAGTTGCGTTAATAGCGTAATTATTTGACGTTAGCGACAGAAGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGA 
AAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAA 
GGAATACCGGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGANNTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGCCAGCGGAGACGCAGGTGTGC 
CTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGC 
GAGTAATGTCGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTA 
CAATGGCGCATACAGAGGGCTGCCAACCAGCGATGGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAAT 
CGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTA 
ACCTTTCGAGGAGGACGCTCACCACTTTGTGTTCATGACTGGGGTTAAGTCGTAACAAGGTAGCGCTAGGGGAACCTGGCGCTNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNCTATCTGTGTGCTTAATACATGCATGTTGAACGGAATATGTTAGCTTGCTAATATATTTAGTAGCAAATGGGTGAGT 
AACACGTACCTAACCTACCTTTTGGACCGGGATAACCATTGGAAACAGCGGCTAATACCAGATACGATAAAAAAATGCATGTTTTTTTATTAAAAGAAGCCTTTA 
AAGCTTCACCAAAAAATGGGGGTGCGCAACATTAGTTAGTTGGTAGGGTAAAGGCCTACCAAGACGATGATGTTTAGCGGGGCCAAGAGGCTGTACCGCCACACT 
GGGATTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAAGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGAGTGCAGGATGAAGTCTTTA 
GGGATGTAAACTGCTGTTGTAAGGGAAGAAAAAACTAGATAGGAAATGATTTAGTCTTGACGGTACCTTATTAGAAAGTGACGGCAAACTATGTGCCAGCAGCCG 
CGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGCAGGTTTTTTGTTAAGTTTAAGGTTAAATGCTAAAGCTCAACTTTAGTTCG 
CTTTAGATACTGACAAAATAGAATTATGAAGAGGTTAGCGGAATTCCTAGTGGAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATAGGCGAAGGCAGCTA 
ACTGGTCATATATTGACACTAATGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTTGGTGGCAAAAG 
TCACTAGCACAGCTAACGCGTTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGAACCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCCTCGCAAAACTATAGAGATATAGCGGAGGCTAACGAGATGACAGATGGTGCATGGTTGTCG 
TCAGCTCGTGTCGTGAGATGTTAGGTTAAGTCCTGCAACGAGCGCAACCCTTTTCTTTAGTTGCTAACATTAAGTTGAGAACCCTAGAGATACTGCCGGTGCAAA 
CCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGCTACTACAAAGAGCAGCGAAACAGTGATGTCAAG 
CTAATCTCAAAAAAGTAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCTATACTGCGGTGAATACGT 
TCTCGGGTTTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATGCCCAAAGTCGGTGAGTTAACCTCGGAGACCATTACCTAAGGCAGGACCGATGACTGG 
GGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCTGTGTGCCTAATACAT 
GCATGTCGAGCGAGGTTCTTTTGAACCTAGCGGCGAATGGGTGAGTAACACGTACTTAATCTACCCTTTAGATTGGAATACCCAATGGAAACATTGGCTAATGCC 
GGATACGCATGAAATCGCATGATTTCAATGTGAAAGGAGCCCTTAAAGCTCCACTAAAGGATGAGGGTGCGGAACATTAGTTAGTTGGTAGGGTAATGGCCTACC 
AAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCACATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGA 
GCGAAAGCTTGATGGAGCGACACAGCGTGCACGATGAAGGTCTTCGGATTGTAAAGTGCTGTTATAGGGAAAGAACACTTGGTTGAGGAAATGCTTCCAAGCTGA 
CGGTACCCTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTCGTAGGCT 
GTTTATTAAGTCTGGAGTCAAATACCAGGGCTCAACCCTGGCTCGCTTTGGATACTGGTAAACTAGAGTTAGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTG 
AAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGCTTACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGATCATTAGTCGGTGGAGAATTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACT 
TAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAATGCTATAGAG 
ATATAGCGGAGGTTAACGGAGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGT 
TACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGGGTAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACAC 
GTGCTACAATGGTCGGTACAAAGAGAAGCAATATGGCGACATGGAGCAAATCTCAAAAAGCCGATCTCAGTTCGGATTGGAGTCTGCAATTCGACTCCATGAAGT 
CGGAATCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCAAAGTCGG 
TTAGCTAACCTCGGAGGCGACCGCCTAAGGTAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNCTCGCTGTGTGCCTAATACATGCATGTTGAACGGAATATTTTAGCTTGCTAAAATATTTAGTAGCGAATGGGTGAGTAACA 
CGTACCTAATCTACCTTTAGGTTCGGGATAACTTTTGGAAACAAGAGCTAATACCTGATATAGTTTATTTTCGCATGAAGATAAATAAAAAGGAGCTTCACGGCT 
TCGCCTAGAAATGAGGGTGCGGAACATTAGTTAGTTGGTGAGGTAATGGCTCACCAAGACGATGATGTTTAGCGGGGCCAAGAGGTTGTACCGCCACACTGGGAC 
TGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAAGGAATTTTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCACGATGAAGTCTTTAGGGAT 
GTAAAGTGCTGTTATAAGGAAAGAAAAAATTAAATAGGAAATGATTTAATCTTGACGGTACCTTATTAGAAAGCGACGGCAAACTATGTGCCAGCAGCCGCGGTA 
ATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGTAGGTGTTTTGTTAAGTTTAAGGTTAAATACTGAAGCTCAACTTCAGCCCGCTTTA 
GATACTGGCAAAATAGAATTATGAAGAGGTTAGCGGAATTCCTAGTGGAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAATAGGCGAAGGCAGCTAACTGG 
TCATAAATTGACACTAAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATCATTAGTTGGTGGTAATAATCACT 
AGCACAGCTAACGCGATAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGAACCCGCACAAGCGGTGGAGCATGTGGTTTAA 
TTTGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTGCAAAGCTATAGAGATATAGTAGAGGTTAACAAGATGACAGATGGTGCATGGTTGTCGTCAGC 
TCGTGTCGTGAGATGTTAGGTTAAGTCCTGCAACGAGCGCAACCCCTTTCTTTAGTTACTAACATTAAGTTGAGGACTCTAGAGACACTGCCAGCGTAAGCTGGA 
GGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGCTAC TACAAAGAGAAGCAAAACGGTGACGTCCAGCAAAT 
CTCAAAAAAGTAGTCCCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCTATACTGCGGTGAATACGTTCTCG 
GGTTTTGTACACACCGCCCGTCACACCATGGGAGTTGGTAATACCCAAAGTCGGTTAGTTAACTTCGGAGACTGCTGCCTAAGGTAGGACTGATGACTGGGGTGA 
AGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGT 
CGAGCGAAGTTCATTAGAACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACATACCTCTTAGATTGGGATAACGGTGAGAAATTATCGCTAATACCGGATAC 
TTATATAAGTCGCATGACTTATATATAAAAGAAGCCTTAAAGCTTCACTAAGAGATTGGGGTGCGGAACATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCA 
ATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGACGAAA 
GTCTGATGGAGCGACACAGCGTGCAGGATGACGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAGCATTAGAGGAAATGCTAGTGCCTTGACGGTAC 
CTTGTYAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTATGT 
TAAGTCTGGCGTGAAAACTTGGGGCTCAACCCCAAATTGCGTTGGATACTGGCATGCTAGAATTGTGTAGAGGTTAGCGGAATTCCTAGTGAAGCGGTGAAATGC 
GTAGATATTAGGAAGAACACCAATTTGGCGAAGGCAGCTAACTGGGCACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCTGTAAACGATGATGATTAGCTGATAGAGAGGTCTATCGGCGCAGCTAACGCATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAA 
AGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATA 
TAGCAGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCCTTAGTTAA 
TTTTTTAGGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGATAGTACA 
AAGAGAAGCAACATGGTGACATCAAGCAAATCTCAAAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTA 
GATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACA 
ACTGCCTAAGGCAGGGCCGGTGACTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNCTGGCGGCATGCCTAATACATGCAAGTCGATCGGGCGTAGCAATACGCTAGAGGCGAACGGGTGAGTAACACGTATCCAATCTACCCCAAAGTGGGGGAC 
AACTAGTCGAAAGATTAGCTAATACCGCATAATAAATGCACTATCGCATGAGAAGCATTTTAAAGGTCCGTTTGGACCGCTATGGGATGAGGGTGCGGCATATCA 


GCTAGTTGGTGAGGTAACGGCCCACCAAGGCGATGACGTGTAGTTATGCTGAGAGGTAGAATAACCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGG 
CAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAACGATGAAGGTCTTAATGGATTGTAAAGTTCTTTTATTTGGGAAGAATT 
GCCAATAGAGGAAATGCTATTGGTTTGACGGTACCATTTGAATAAGTAACGACTAACTATGTGCCAGCAGTCGCGGTAATACATAGGTTGCAAGCGTTATCCGGA 
TTTATTGGGCGTAAAGCAAGCGCAGGCGGATTAGAAAGTCTGGTGTTAAAAACAACTGCTTAACGGTTGTATGCATTGGAAACTTCTAGTCTAGAGTGTGGTAGA 
GAGTTCTGGAACTCCATGTGGAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTTGCGAAGGCGAGAACTTAGGCCATTACTGACGCTTAGGCTTGAAAGT 
GTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACCGTAAACGATGGATGTTAGGTGTCGGGGCGATCACCTCGGTGCCGCAGCTAACGCATTAAACATC 
CCGCCTGGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTCGACGGTACACGAAAAACCTT 
ACCTAGATTTGACATCCTTGGCAAAGCTATAGAAATATAGTGGAGGTTAACCGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTTTCGTTAGTTACTTTGTCTAGCGATACTGCCAACGCAAGTTGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTT 
ATGTCTAGGGCTGCAAACGTGCTACAATGGCCATTACAAACAGTTGCAAATCCGCAAGGTGGAGCTAATCTGCAAAGATGGTCTCAGTTCGGATTGAGGGCTGCA 
ATTCGCCCTCATGAAGTCGGAATCACTAGTAATCGCGAATCAGCCATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACTATGAGAGCTG 
GTAATATCTAAAACCGTGTTGCTAACCGTAAGGAAGCGCATGTCTAGGGTAGGACTGGTGATTGGAGTTAAGTCGTAACAAGGTACCCCTACGAGAACNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAGGTTTTTTAAACCTAGCGGCGAATGGGT 
GAGTAACACGTGCTTAATCTACCCTTTAGATTGGAATACCCAATGGAAACATTGGCTAATGCCGGATACGCATAAAATCGCATGATTTTGTTGTGAAAGGAGCCT 
TTAAAGCTCCACTAGAGGATGAGGGTGCGGAACATTAGTTAGTTGGTAGGGTAATGGCCTACCAAGACTATGATGTTTAGCCGGGTCGAGAGACTGAACGGCCAC 
ATTGGGACTGAGATACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCACGATGAAGGTC 
TTCGGATTGTAAAGTGCTGTTATAGGGAAAGAAAACTTGGTTGAGGAAATGCTTCCAAGCTGACGGTACCCTGTCAGAAAGCGATGGCTAACTATGTGCCAGCAG 
CCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTTTGTAGGCTGTTTATTAAGTCTGGAGTTAAATCCCAGGGCTCAACCCTGGT 
TCGCTTTGGATACTGGTAAACTAGAGTTGGATAGAGGTAAGCGGAATTCCATGTGAAGCGGTGAAATGCGTAGATATATGGAAGAACACCAAAGGCGAAGGCAGC 
TTACTGGGTCTATACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATCATTAGTCGGTGGAGAA 
TTCACTGACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTTGAAGATACGCGGAGAACCTTACCCACTCTTGACATCCTTCGCAAAGCTATAGAGATATAGTCGAGGTTAACGGAGTGACAGATGGTGCATGGTTGT 
CGTCAGCTCGTGTCGTGAGATGTTTGGTCAAGTCCTGCAACGAGCGCAACCCCTATCTTTAGTTACTAACGAGTCATGTCGAGGACTCTAGAGATACTGCCTGGG 
TAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGTCGGTACAAAGAGAAGCAATATGGCGACAT 
GGAGCAAATCTCAAAAARCCGATCTCAGTTCGGATTGGAGTCTGCAATTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGATCAGCTACGCTGCGGTGAAT 
ACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATACCCGAAGTCGGTTAGCTAACCTCGGAGGCGACCGCCTAAGGTAGGACTGGTGA 
CTGGGGTGAAGTCGTAACAAGGTATCCCTACGAGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTTAGAACT 
AACGCTGGCAGTGCGTCTTAAGCATGCAAGTCAGACGGGATGTAGCAATACATTCAGTGGCGAACGGGTGAGTAACGCGTGGATAATCTACCTACGAGATGGGGA 
TAACTATTAGAAATAGTAGCTAATACCGAATAAAGTCAATTGAGATGTCAATTGATGAAAGGAAGCCTTTAAAGCTTCGCTTGTAGATGAGTCTGCGTCTTATTA 
GCTAGTTGGTAGGGTAAGAGCCTACCAAGGCTATGATAAGTAACCGGCCTGAGAGGGTGATCGGTCACACTGGAACTGAGATACGGTCCAGACTCCTACGGGAGG 
CAGCAGCTAAGAATCTTCCGCAATGGGCGAAAGCTGACGGAGCGACACTGCGTGAACGAAGAAGGTCGAAAGATTGTAAAGTTCTTTTATAAATGAGGAATAAGC 
TTTGTAGGAAATGACAAGGTGATGACGTTAGTTTATGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAAGGGGCGAGCGTTGTTCGGGATT 
ATTGGGCGTAAAGGGTGAGTAGGCGGATATGCAAGTCTATGCGTAAAATACCACAGCTCAACTGTGGAACTATGCTGGAAACTGCATGACTAGAGTCTGATGGGG 
GAAGTTAGAATTCCTGGTGTAAGGGTGGAATCTGTTGATATCAGGAAGAATACCAGAGGCGAAAGCGAACTTCTAGGTCAAGACTGACGCTGAGTCACGAAAGCG 
TAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCTGTAAACGATGCACACTTGGTGTTAATCGAAAGGTTAGTACCGAAGCTAACGTGTTAAGTGTGCCG 
CCTGGGGAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGAAACCTTACCA 
GGGCTTGACATATACAGGATGTAGTTAGAGATAACTATTCCCCGTTTGGGGTCTGTATACAGGTGCTGCATGGTTGTCGTCAGCTCGTGCTGTGAGGTGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTATTGTCTGTTACCAGCATGTAAAGATGGGGACTCAGATGAGACTGCCGGTGATAAGCCGGAGGAAGGTGAGGATGACGT 
CAAATCATCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCTGTACAAAGCGACGCGAAACAGTGATGTGAAGCAAAACGCATAAAGCAGGTCTCA 
GTCCAGATTGAAGTCTGAAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGTATATCAGAATGATACGGTGAATACGTTCTCGGGCCTTGTACACACCGCCC 
GTCACACCACCCGAGTTGAGGATACCCGAAGTTATTATTCTAACCCGCAAGGGAGGAAGGTACCTAAGGTATGTTTAGTGAGGGGGGTGAAGTCGTAACAAGGTA 
GCCGTACTGGAAAGTGTGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCGTGCCTAACACAT 
GCAAGTCGAACGGAATTAAGGAGCTTGCTCTTTAATTTAGTGGCGCACGGGTGAGTAACGCGTAGATAATCTGCCTGATGATCTGGGATAACATTTCGAAAGAGG 
TGCTAATACCGGATAAGCCCACGAAGTCTTTGGACTTTGCGGGAAAAGGGGGGGACCTTCGGGCCTTCTGTCATCAGATGAGTCTGCGTACCATTAGCTAGTTGG 
TAGGGTAATGGCCTACCAAGGCGACGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATTTTGCNCAATGGGCGAAAGCCTGACGCASCAACSCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAAGCTCTGTCAAGGGGAAAGAAGTGTATTGTGGCT 
AATATCCACGATACTTGACGGTACCCCTAAAGGAAGCACCGGCTAACTCCGTGCCAGCANCCGCGGTAATACGGSGGGTGCAAGCGTTGTTCGGATTTATTGGGC 
GTAAAGCGCGTGTAGGCGGTTTGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATTGGATACTGGCAGACTTGAATACGGGAGAGGGTAGTGG 
AATTCCTGGTGTAGGAGTGAAATCCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTGCCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGTAGC 
AAACAGGATTAGATACCCTGGTAGTCCACNCCGTAAACGATGAGTACTAGGTGTTGCGGGTATTGACCCCTGCAGTGCCGCAGCTAACGCATTAAGTACTCCGCC 
TGGGAAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGG 
GCTTGACATCTACGGAACCTCTGTGAAAGCAGGGGGTGCCTTTCGGGGAGCCGTAAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCCTACCCTCAGTTGSCATCATTTAGTTGGGCACTCTGTGGGGACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAA 
GTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGAGTTGCGATACCGTGAGGTGGAGCCAATCTCATAAAGCCGGTCTCAGTT 
CGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTC 
ACACCACGGGAGTCGATTGGTCCCGAAGTGCGTGAGC TAACCCGCAAGGGAGGCAGCGTCCTAAGGAATGGTCGGTGACTGGGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGTTATTCGCTGATGAAGCTTCGGCAGAATCTTGAATAACTTAG 
TGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTCATACAGGGGGATAGCAGTTGGAAACGACTGATAACACCGCATAAGCGCACAGTGTCGCATGACACAGT 
GTGAAAATATTTATAGGTATGAGATGGACCCGCGTCTGATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGCGGACG 
GCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGA 
AGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGACCTCGTAAGAGGGGATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTATCAAGTCTGAAGTGAAACCCCACGGCTCAACCGTGGGCTTG 
CTTTGGAAACTGGTAGACTAGAGTACTGGAGAGGTAAGCGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAACATCAGTGGCGAAGGCGGCTTA 
CTGGACAGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGGAGACAT 
AGTCTTTCAGTGCCGGCGCTAACGCAATAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGC 
ATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGAGATCCAGATGAATGATGGGTAATGCCATCAGTCCTTCGGGACATCTGAGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTCAAGTCCCGCAACGAGCGCAACCCTTGTCCATAGTAGCCAGCAGTAAGATGGGCACTCTATGGAGACT 
GCCAGGGATAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCCACACACGTGCTACAATGTCGTAACAAAGGGAAGCAACCCT 
GCGAAGGTGAGCAAATCCCAAAAATAACGACCCAGTTCGGACTGTAGGCTGCAACCCGCCTGCACGAAGCTGGAATCGCTAGTAATCGCAGATCAGAATGCTGCG 
GTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTCGGAAATGCCCAAAGTCAGTGGCCTAACCGTAAGGAGGGAGCTTGCTAAGGCAGG 
TCGGATAACTGGGGTGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGGGTGAGTAACGCGTGGA 
TAACCTGCCAATTAGACCGGGATAACGCTGGCAAACTGGGGCTAATACCGGATACGCTCCTTACCCCGCATGGGGTGAGGAGGAAAGGGGAAACCCGCTAATGGA 
TGGGTCCGCGTCCCATTAGCTAGATGGTGGGGTAACGGCCTACCATGGCGACGATGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGC 


CCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTG 
TTCTGGGGGAAGAAGTAAGTGACGGTACCCCAGGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATCACT 
GGGCGTAAAGGGCGCGTAGGCGGTCCAAGAAGTCAGTGGTGAAATACCGCAGCTCAACTGCGGGGGTGCCATTGAAACCATTGGACTTGAGGGCAGGAGAGGGGA 
GTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGGCCCTGACGCTGAGGCGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTGCTAGGTGTTGGGGGGATAGGACCCTTCAGTGCCGTAGCTAACGCAATAAGCACCC 
CGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTAC 
CAGGGCTTGACATCTCCCTGACGTTCGTGGAAACACGGATTTCACGCGGGGTAACCTGTGTGACAGGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTACGGTTAGTTGCTAACGGGTAAAGCCGAGCACTCTAGCCGGACTGCCGTTGACAAAACGGAGGAAGG 
TGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGCAGCGAACCCGTGAGGGGGAGCGAATCCCAAA 
AAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCACGAAAGCCGACAACACCCGAAGCCGGTGAGCTAACCCTGCAAAGGGAGGCAGCCGTCGAAGGTGGGTTTGGTGATTGGGGTGAA 
GTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGAACGCGAAAGTCTCTTCGGAGATGAGTAGAGTG 
GCGCACGGGTGAGTAACGCGTGGATAATCTACCTATTGGTACGGGACAACAGTTGGAAACGACTGCTAATACCGTATACGCTGGAAACGGGAAAGGGGGCCTCTT 
CTTGAAAGCTCTCGCCAGTAGATGAGTCCGCGTTTCATTAGCTAGACGGTGGGGTAACGGCCTACCGTGGCAACGATGAATAGCAGGCCTGAGAGGGTGGCCTGC 
CACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGACGAAAGTCTGACGCAGCGACGCCGCGTGGAGGATGAAG 
GTTTTCGGATCGTAAACTCCTGTCAAGAGGGAAGAAACCTGTTAAGAATAATACTCTTAGCAATTGACGGTACCTCTAGAGGAAGCACCGGCTAATTCAGTGCCA 
GCAGCCGCGGTAATACTGAAGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCTCGTAGGTGGCTTTGTAAGTCAGGTGTGAAAGCCCACGGCTCAACCG 
TGGAATTGCACTTGATACTGCATCGCTAGAGTATAGGAGAGGGAAGTGGAATTTCTGGTGTAGGAGTGAAATCCGTAGAGATCAGAAGGAACACCGGTGGCGAAG 
GCGACTTCCTGGACTATTACTGACACTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTACTAAGTGTCG 
GAGGCTTGACCTTCGGTGCTGTAGTTAACGCGTTAAGTACCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGG 
TGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCCAGGCTTGACATCCTGCGAATGCCCAAGAAATTAGGCAGTGCCCTTCGGGGAATGCAGTGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCCACCAGGTAATGCTGAGCACTC 
TAGGGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCTGGGGCTACACACGTACTACAATGGTGCATACAAAGG 
GTTGCGATACCGTGAGGTGGAGCTAATCCCATAAAGTGCATCCCAGTCCGGATAGGAGTCTGCAACTCGACTCCTTGAAGTCGGAATCGCTAGTAATCCCGGATC 
AGCATGCCGGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACATGCAA 
TCGAGCGAGAAAGTCCGCTTCGGTGGATGAGTACAGCGGCGCACGGGTGAGTAACGCGTGGATGATCTGCCCTGAAGATCGGGATAACAGTGGGAAACCGCTGCT 
AATACCGGATACGCTTTACGTTAATCGTAAGGGAAAGGTGGCCTCTCGGTGAAGCTACCACTTTGGGATGAGTCCGCGTCTCATTAGCTAGACGGTGGGGTAATG 
GCCCACCGTGGCTACGATGAGTAGCCGGCCTGAGAGGGTGGCCGGCCACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
GCAATGGACGAAAGTCTGACGCAGCGACGCCGCGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCTCTGTCAGGAGGGAAGAACCCCGAGGATGCGAATAGTGTCT 
TCGGCTGACGGTACCTCCAGAGGAAGCACCGGCTAACTCCGCGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGTG 
CGTAGGCGGCTATGCAAGTCAGGCGTGAAAGCCCTCGGCTCAACCGAGGAATTGCGCTTGAAACTGCGTAGCTTGAGTTCAGGAGAGGGTAGCGGAATTCCCGGT 
GTAGGAGTGAAATCCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTACCTGGACTGATACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGATGGACGTTAGGTGTCGGGGGCTTGACCCTCGGTGCCGGAGCTAACGCGTTAAACGTCCCGCCTGGGGAGTACGGT 
CGCAAGGCTGAAACTCAAAGAAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATCCCG 
CGTACCCTCCCGAAACGGAGGGGTGCCCTTCGGGGAGCGCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACG 
AGCGCAACCCCTATTCTTAGTTGCCAGCAAGTGATGTTGGGCACTCTAAGGAGACTGCCTCGGTCAACGGGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGC 
CCTTACGCCCAGGGCTACACACGTACTACAATGGCGGATACAAAGGGTTGCTAAACCGCGAGGTCACGCCAATCCCAAAAAGTCCGTCCCAGTCCGGATTGCAGT 
CTGCAACTCGACTGTATGAAGTCGGAATCGCTAGTAATCCCGGATCAGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAA 
GCTGGTTCTACCCGAAGTCGCCGAGCTAACCCTTGGGAGGCAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGT 
GCTTAACACATGCAAGTCGAACGGTGATGTCAGAGCTTGCTCTGGCGGATCAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCCGACTCTGGGATAAC 
TGCTAGAAATGGTAGCTAATACCGGATATGACGACTGGCCGCATGGTCTGGTCGTGGAAAGAATTTCGGTTGGGGATGGACTCGCGGCCTATCAGGTTGTTGGTG 
AGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTA 
CCTGCAGAAAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTG 
TCGCGTCTGCTGTGAAATCCCGAGGCTCAACCTCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAAT 
GCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCATGCCGTAAACGTTGGGAACTAGATGTGGGGACCATTCCACGGTCTCCGTGTCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAACAT 
GCAGAGATGTGTGCCCCGCAAGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGT 
TCTATGTTGCCAGCACGTAATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGG 
CTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCT 
CATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCC 
GAAGCCAGTGGCCTAACCGCAAGGGAGGAGCTGTCGAAGGTGGGATCGGTGATTAGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACC 
TCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGGGGG 
TAGCTTGCTACCTCCGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTAGTGGGGGATAACTATCGAAAGACTGGCTAATACCGCATACGACCT 
GAGGGTGAAAGTGGGGCCCGCAAGGCCTCATGCTATAGGAGCGGCCGATGTCTGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCAGTAGCTGG 
TCTGAGAGGACGATCAGCCACACTGGGACTGAGAGACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAAT 
GCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCGCTTCGGTTAATACCTGGAGTGGATGACGGTACCGGAAGAATAAGGAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGCAAGACCGATGTGAA 
ATCCCCGGGCTTAACCTGGGAATTGCATTGGTGACTGCACGGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAG 
GAATACCGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG 
ATGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCACTAACGAAGCAGAGATGCATTAGGTGTC 
GAAAGAGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCTAGTTGCTACG 
AAAGGGCACTCTAGAGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGT 
GCATACAGAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCCAGAAAATGCATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGCTGGAATCGCTAGT 
AATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTTTACCAGAAGTAGTTAGCCTAACCGCAA 
GGAGGGCGATTACCACGTAGGGTTCATGACTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAACACATGC 
AAGTCGAACGTGAAGGGGGCTTCGNCCCCTGGAAAGTGGCGCACGGS TGAGTAACGCGTGGATAATCTGCCCAGTGATCTGGGATAACATCTCGAAAGGGGTGCT 
AATACCGGATAAGCCCACGGAGTCTHTGGATTCTKCGGGAAAAGGGGGGGACCTTCGGGCCTTKTGTCACTGGATGAGTCCGCGTACCATTAGCTAGTTGGTGGG 
GTAATGGCCCACCAAGGCAACGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGRCASCAGTGGGGAA 
TTTTGCVCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCCTCGGGTCGTAAAGCTCTGTCGGGAGGGAAGAAATGATTGAGGGATAATA 
CCCCTTGGTCTTGACGGTACCTCCGAAGGAAGCACCGGCTAACTCCGTGCCARCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAA 


AGCGCGTGTAGGCGGCTTCTTAAGTCTGATGTGAAAGCCCCGGGCTCAACCTGGGAAGTGCATTGGAAACTGGGAAACTTGAGTACGGGAGAGGGTAGTGGAATT 
CCTAGTGTAGGAGTGAAATCCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTACCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAAC 
AGGATTAGATACCCTGGTAKTCCACGCCGTAAACGATGAGTACTAGGTGTTGCGGGTATTGACCCCTGCAGTGCCGCAGS TAACGCATTAAGTACTCCGCCTGGG 
WAGYACGRCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCRCACAAGCGGTGGARCATGTGGTTTAATTCGACGCAACGCKCAGAACCTTACCTGGGCTT 
GACATCCGCGGAACCTCTATGAAAGTAGGGGGTGCCCTTCGGGGAGCCGCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGT 
CCCGCAACGAGCRCAACCCTTATCTTCAGTTGCCATCATTAAGTTGGNCACTCTGAAGAAACTGCCGGTGTCAAACCGGAGGMAGGTGGGGATGACGTCAAGTCC 
TCATGGCCCTTATGTCCAGGGC YACACACGTGCTACAATGGCCGGTACAAAGAGTTGCGATSCCGTGAGGTGGAGCCAATCTCANAAAGCCGGTCTCAGTTCGGA 
TTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGGATCASCATGCCNCGGTGAATACGTTNCCGGGCCTTGTACACACCGCCCGTCACAC 
CACGGGANTCGACTGGTCCCGAAGTGCGTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCTTAACACATG 
CAAGTCGAACGCGAAAGGGACCTTCGGGTCCTGAGTAAAGTGGCGCACGGGTGAGTAACACGTGGATAATCTACCCGGTGATCTGGGATAACATTCCGAAAGGAG 
TGCTAATACCGGATAAGCCCACGGGCTCTTCGGAGCTTGCGGGAAAAGGTGGGGACCTTCGGGCCTACTGTCATTGGATGAGTCCGCGGCCCATTAGCTAGTTGG 
TAGGGTAATGGCCTACCAAGGCTACGATGGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATTTTGCGCAATGGGCGAAAGCCTGACGCASNMACSCCGCRTGAGTGATGAAGGCTTTCGGGTCGTAAAGCTCTGTCAGAGGGGAAGAAACCCCTGTAGGTT 
AATATCCTGCAGGCTTGACGGTACCCTCAAAGGAAGCACCGGCTAACTCCGTGCCAGCASCCGCGGTAATACGGAGGGTGCGAGCGTTGTTCGGAATTATTGGGC 
GTAAAGCGCGTGTAGGCGGCTTGCTAAGTCTGATGTGAAAGCCCTGGGCTCAACCCAGGAAGTGCATTGGAAACTGGCCGGCTTGAGTACGGGAGAGGATAGTGG 
AATTCCGAGTGTAGGGGTGAAATCCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCTATCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGC 
AAACAGGATTAGATACCCTGGTAGTCCACNCCGTAAACGATGGGTACTAGGTGTCGCGGGTATTGACCCCTGCGGTGCCGAAGCTAACGCATTAAGTACCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGG 
GTTTGACATCCCGATCGTATTTCCTGGAGACAGGAGAGTCAGTTCGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCATCATTAAGTTGGGCACTCTAGGGAGACTGCCGGTGTTAAACCGGAGGAAGGTGGGGACGACGTCA 
AGTCATCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGTTGCGAAGCTGTGAAGTGAAGCTAATCCCAAAAAGCCGGTCTCAGT 
TCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGTATCAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCACGGGAGTCGATTGTACCTGAAATCGGTGGGCTAACCTTCGGGAGGCAGCCGCTTATGGTATGGTCGGTAACTGGGNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCCAGTGGCGAACGGGTGAGTAACACGTATCT 
AACCTACCTTATAGCGGGGGATAACTTTTGGAAACGAAAGATAATACCGCATGTGAATCTTATTATCGCATGAGAAAAGATTGAAAGAACCGTTTGGTTCACTAT 
GAGATGGGGATGCGGCGTATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGC 
TCTGTTGTAAGGGAAGAAAAAATAAAGTAGGAAATGCCTTTATATTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATA 
GGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTGTGCAAGTTTGAGGTTAAAGTCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTG 
CATTACTAGAATACAAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAAAGCGGCTTACTGGTTTGTTAT 
TGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAGGTGTTGGGTGAACTCAGCGCCGCAGC 
TAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGC 
AACACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTATAGAGATATAGTAGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCC 
GTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGACTGCTAGTGTAAGCTAGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCTGGTACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAA 
AACCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTG 
TACACACCGCCCGTCACACCACGAGAGTTGGTAATACCAGAAGTGGGTAGCTTAACCGCAAGGAGAGCGCCTCCCAAGGTAGGACTAGCGATTGGGGTGAAGTCG 
TAACAAGGTATCCGTACGGGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTAACAATCGAAACATACCACGAATCAACTAC 
GGATCCTGTCTCAGAGTGAACGCTGGCGGCGTACCTAACACATTCAACTCGCACGAGAAAGGCTGGGTGAAAGCTGGCCGAGTAAAGTGGCGCACGGGTGAGTAA 
CGCGTGAGTGACCTACCCTGGTGTCTGGGATAACCCTGCGAAAGTGGGGCTAATACCGGATGAGCCTACCTGGAGGTGATCTGGGTAGGGAAAGGGGGCCTCTCG 
GAGAAGCTCCTGCACTGGGATGGGCTCGCGTCCTATCAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCTACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCA 
CACTGGCACTGGAACACGGGCCAGACTCCTACGGGAGGCAGCAGTGAGGGATATTGCGCAATGGCCGCAAGGCTGACGCAGCGACGCCGCGTGGGTGAGGAAGGC 
CTTCGGGTTGTAAAGCCCTGTCGGCGGGGAAGAACCTTCATGGGGTTAATAGCCCTGTGGACTGACGGTACCCGCGGAGGAAGCACCGGCTAACTCCGTGCCAGC 
AGCCGCGGTAATACGGAGGGTGCGAGCGTTACTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCGTGCAAGTCTGGTGTGAAAGCCCGGGGCTTAACCCTG 
GAAGTGCACTGGATACTGTGCGGCTTGAGTGCCGGAGAGGAGGGGGGAATTCCCGGTGTAGCGGCGAAATGCGTAGATATCGGGAGGAATACCGGTGGCGAAGGC 
GCCCCTCTGGACGGTTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGACCTAGGTGGTGCG 
GGTTATAACTCTGCCGTGCCGTAGCTAACGCGTTAAGTGGGCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATCCCCGGAACCTGGTGGAAACACTGGGGTGCCCCTTATTGGGGAGCCGGGA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCTCTAGTTGCCAGCGGGTAAGGCCGGGCA 
CTCTAGAGGGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCTTTATGCCCAGGGCTACACACGTGCTACAATGGCCGGTACAA 
AGGGATGCGAACCTGCGAGGGGGAGCAAATCCCAAAAAGCCGGTCCCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGGCGGAATCGCTAGTAATCGCGG 
ATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCTGTACCAGAAGTGCGTGGGCCAACCGCGATTGTGTCG 
TGGGGCAGCGTACCAAGGTATGGTCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNAGGGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGCGCGGGGAAACCCCTTCGGGGGGAGTACCAGCGGCGCACGGGTGAGTAACACGTGGGTAACCTA 
CCCCTCAGCGGGGGATAACCGGGGGAAACTCCGGCTAATACCCCATATTATCCGGTGACGACAGTTGCTGGATGAAAGGAGCGTTTGCTTCGTTGAGGGATGGGC 
CCGCGGCCCATCAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCTACGACGGGTAGCCGACCTGAGAGGGTGACCGGCCACAAGGGCACTGAGACACGGGCCCTA 
CTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGGGACGAAGCCCTTCGGGGTGTAAACCTCTGTTGTG 
AGGGACGAATAAGATCTGGAGGAAATGCCAGATCGATGACGGTACCTCACGAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAG 
CGTTACCCGGATTCACTGGGCGTAAAGGGGGCGCAGGCGATCCAGTATGTCGGGTGTGAAATCCCACAGCTCAACTGTGGAATCGCACCCGAAACTACTGGGCTT 
GGGGCTGGTAGAGGGAGACGGAACTGCTGGTGTAGGGGTGAAATCCGTAGATATCAGCAGGAACGCCGGTGGGGAAGCCGGTCTCCTGGGCCAAGCCCGACGCTG 
AGGCCCGAAAGCTAGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCTAGCCGTAAACGATGCCCACTAGGTGTGGGGGAGTCATTCCTCCGTGCTGTAGCTAA 
CGCGTTAAGTGGGCCGCCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGGCGGGGACCCGCACAAGCGGTGGAGCGTGTGGTTTAATTGGATGCTAA 
GCCAAGAACCTTACCAGGGCTTGACATGCAGGTGGTACCAACCCGAAAGGGGAAGGGACCCTTTCCTTTTGGAAAGGGAGCCTGCACAGGTGGTGCACGGCCGTC 
GTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCCTTGTTGCCAGCGGTTCGGCCGGGCACTCTAAGGGGACCGCCGGCGACG 
AGCCGGAGGAAGGAGGGGACGACGTCAGGTACTCGTGCCCTTTATGCCCTGGGCTACACACGCGCTACAATGGGTGGTACAGTGGGTCGCGACCTCGCGAGAGGG 
AGCCAATCCCCAAAACCATCCTCAGTTCAGATCGCAGGCTGCAACCCGCCTGCGTGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCTAGCCGCGGTGAATACG 
TTCCCGGGGTTTGCACACACCGCCCGTCAAGCCACCCGAGTCGGGGGCACCTGAAGACGCCTATCCTAACCCGAAAGGGAGGGAAGGTGGTGAAGGTGAATCTGG 
CGAGGGGGGC TAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGA 
AGTTCTTCGGAACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACGTGCCCCTTAGATTGGAATAACGCTGAGAAATTAGCGCTAATGCCGGATACTTATTAA 
GTTCGCATGAACTTAATATAAAAGGAGCGTTTGCTTCACTAAGGGATCGGGGTGCGGAACATTAGCTAGTTGGTAAGGTAATGGCTTACCAAGGCGATGATGTTT 
AGCGGAGTTGAGAGACTGATCCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGAGCGAAAGCTTGATGG 
AGCGACACAGCGTGTGCGATGACGGCCTTCGGGTTGTAAAGCACTGTTATAAGGGAAGAAAAAGCAGTAGAGGAAATGCTATTGCCTTGACGGTACCTTGTCAGA 
AAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGA 


CGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCAAGCTAGAGTTGTTTAGAGGTTAATGGAATTCCTTGTGAAGCGGTGGAATGCGTAGATATA 
AGGAAGAACACCAACATTTCCGAAAGGGATGAACTGGGAACACACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
TGTAAACGATGATGATTAGTTGATGGTGACCATCGACGCGAGCTAACGCATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGAC 
GGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGGGGT 
TAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCCTATCCTTAGTTAAATGTTCTAGG 
GAGACTGCCTGGGTAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGCAACACACGTGCTACAATGGATGGTACAAAGAGAAGCA 
ATACGGCGACGTGGAGCAAATCTCAAAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCATACGC 
TACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGGGAGCTGGTAATACCCGAAGTCGGTTTAGTTAACTACGGAAACGACCGCCTAAGGT 
AGGACTGGTGACTGGGGTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAACGAACGCTATCGGT 
ATGCTTAACACATGCAAGTCGAACGGATTAATTGGGGCTTGCTCCAATTAGTTAGTGGCAGACGGGTGAGTAACACGTGGGAATCTACCCATCAGTACGGAATAA 
CTTTTAGAAATAAAAGCTAATACCGTATATTCTCTGCGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGTCAGATTAGGTAGTTGGTGAGGTAATGGCTCAC 
CAAGCCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATG 
GGCGAAAGCCTGATCCAGCAATACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATAATGACGTTACTTGCAGAAAAAGCCCCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGAGTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAGC 
CCGGGGCTTAACCTCGGAATTGCTTTCAAAACTACTAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAGGTGAAATTCTTAGATATTAGGAGGAA 
CACCAGTGGCGAAGGCGGTCATCTGGGCTACAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
AGTGCTAGATATCGGAAGATTCTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGG 
GCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGCGAAAAACCTTACCAACCCTTGACATGGTGGTCGCGGATCGCAGAGATGCTTTTCTTCAGCT 
CGGCTGGACCACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATTCTTATTTGCCAGCGG 
GTAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGACGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACGCGTGCTACA 
ATGGTGTTTACAGAGGGAAGCAAGACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTTGGAATCGC 
TAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACTGCCCGTCACGCCATGGGAGTTAGTTTTACCTGAAGGTGGTGAGCTAACG 
CAAGAGGCAGCCAACCACGGTAAAATTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGGTAGCAATACCTTAGCGGCGAATGGGTG 
AGTAACACGTACTCAACGTACCTTTTAGATTGGGATAGCTAACGGAAACGTTGGATAATACCAAATACTTATTAGTTTCGCATGAAATTAATATAAAAGGAGCCT 
TTAAAGCTCCGCTGAAAGATCGGGGTGCGCAACATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGTTTAGCGGGGTTGATAGACTGAACCGCCAC 
ACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCAGGATGAAGGTC 
CTATGGATTGTAAACTGCTGTGGTAAGGGAAGAAAAAGTAACTTAGGAAATGAAGTTACCTTGACGGTACCTTATTAGAAAGCAACGGCTAACTATGTGCCAGCA 
GCCGCGGTAATACATAGGTTGCAAGCGTTATCCGAAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGGCGTTAAATTTTGGGGCTCAACCCCAA 
ACCGCGTTGGATACTGGCAGACTAGAGTTATGTAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCATTATGTCGAAGGC 
GGCTAACTGGGCATACACTGACACTGAGAGACGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGATCATTAGCTGATGGA 
AAATTCGTCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTGGAGGTTAACAGAATGACAGATGGTGCATGGT 
TGTCGCCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTATCCTTAGTTACTACCATTAAGTTGAGGACTCTAAGGAGACTGCCGGA 
GTAATCCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACGTGCTACAATGGACAGTACAAAGAGAAGCAAAATGGTGACA 
TCAAGCAAACCTCAAAAAACTGTTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAA 
TACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAAGAAACTGCCTAAGGCAGGACTGGTGACTGGGGT 
TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGGAGTTCTTTTAGAAC 
TTAGCGGCGAATGGGTGAGTAACACGTACTTAACGTACTCTTTAGATTGGGACAACGATGAGAAATTATCGCTAATACCGGATACTTATATTTTTCGCATGAAAG 
ATATATAAAAGAAGCGTTCGCTTCACTAAAGAATCGGGGTGCGGAGCATTAGTTTGTTGGTAGGGTAATGGCCTACCAAGACGATGATGTTTAGCGGGGTTGAGA 
GACTGATCCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGGGCGAAAGCCTGATGGAGCGACACAGCGT 
GCAGGAAGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAANCATTATAGGAAATGATAGTGCCTTGACGGTACCTTGTCAGAAAGCAACGGCTAA 
CTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTGTGTTAAGTCTGGCGTTAAAACTTGG 
GGCTCAACCCCAAATTGCGTTGGATACTGGCATACTAGAATAGTGTAGAGGTAAGCGGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACACCA 
ACATGGCGAAGGCAGCTTACTGGGCACTTATTGACAC TGAGAGACGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATG 
ATTAGCTGATAGGAACTATCGGCACAGCTAACGCATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGATCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTTGAGGTTAACGGAATGACAGA 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTACGCTTAAGTGCCATAACGAGCGCAACCCTTTTCTTTAGTTAATTTTTTAGAGATNCTGCCCAAGTAA 
TTGGGAGGAAGGCGGGGNCGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGACGGTACAAAGAGAAGCAATATAGTGATATGGA 
GCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACG 
TTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGGAGACAACTGCCTAAGGCAGGGCCGGTGACT 
GGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTACTTGTACTT 
AGCGGCGAATGGGTGAGTAACACGTACTCAACGTACCCTTCAGATTGGCATAGCGGTTGGAAACAACCGATAATACCAAATACTTGTTTAGATCGCATGATCTTT 
ACATAAAAGACGCCTCAAAGCGTCGCTGGAGGAGCGGGGTGCGCAACATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCAATGATGTTTAGCGGGGTTGAGA 
GACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAAGTCTGATGGAGCGACACAGCGT 
GCAGGATGAAGGCCCTATGGGTTGTAAACTGCTGTGGTAAGGGAATAAAAAATAGTATAGGAAATGATACTATATTGAATGTACCTTATTAGAAAGCAACGGCTA 
ACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTATTAAGTCTGGCGTCAAATTTTG 
GGGCTCAACCCCAAACCGCGTTGGATACTGGTAAACTAGAGTTATGTAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACC 
AACATGGCGAAGGCAGCTAACTGGACATATACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGTTGAT 
CATTAGCTGATGGGGAACTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGGGGACCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCCGCAAAGCTATAGAGATATAGTGGAGGTTAACGGAATGAC 
AGATGGTGCATGGTTGTCGCCAGTTCGTGTCGTGAGATGTCCGGTTAAGTCCTGAAACGAGCGCAACCCCTGTCCTTAGTTACTAACATTTAGNGGAGCACTCTA 
AGGAGACTGCCCGACTAATCGGGAGGAAGGTGGGGACGACGTCAAATTCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAGTGGCCGGTACACAGCGA 
CGGACACTGGAGACAGAGCAGCAAACCACAAAAAGCCGGTCTCAGTTCGGATTGGCGTCTGCANCTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCA 
GCTACGCTACGGTGAATACGTTCTCGGTTCTTGTACACACCGNCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAACAAACTGCCTAAGGCAG 
GACTGGTGACTGGGGTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGC 
GATGCTAGCAATAGCATAGCGGCGAATGGGTGAGTAACACGTACTCAACGTACCTCTCAGATTGGGATAGCGAACGGAAACGTTCGATAATACCAAATACTTATT 
AAGATCGCATGATCATAATATAAAAGAAGCGTTTGCTTCGCTGAGAGATCGGGGTGCGCAACATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGATGATGT 
TTAGCGGGGTTGAGAGACTAAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGAGCGAAAGCTTGAT 
GGAGCGACACAGCGTGCAGGATGAAGGTCCTATGGATTGTAAACTGCTGTGGTAAGGGAAGAAAAAATAGTGTAGGAAATGACATTATCTTGACGGTACCTTATT 
AGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTC 
TGGCGTCAAATTTTGGGGCTCAACCCCAAACCGCGTTGGATACTGGCAAACTGGAGTTATGTAGAGGTTAGTGGAATTCCTTGTGAAGCGGTGAAATGCGTAGAT 
ATAAGGAAGAACACCAACATGGCGAAGGCAGCTAACTGGACATANACTGACACTGAGAGACGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTAGTCCAC 


GCCCTAAACGATGATCATTAGCTGATGGAAGATTCATCGGCGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATT 
GACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATGGAGACATAGTGGA 
GGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTATCCTTAGTTACTACCATN 
TAGTTGATGGACTCTAAGGAGACTNCCCGAGTAATCGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCTACACACGTGCTACAATG 
GCCGGTACAAAGAGAAGCAAACAGGCGACTGGGAGCAAACCTCAAAAAACCGGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTCGGAATCGCTA 
GTAATCGTAGATCAGCTACGCTNCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTATAAAGAA 
ACTGCCTAAGGCAGGACTGGTGACTGGGGT TANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGAACGAAC 
GCTGGCGGCAAGCCTAACACATGCAAGTCGAACGGATAGCTACCCATAGCTTTTTTAGCTATAGGTTCGCTATTAGTGGCAGACGGGTGAGTAATGCATAGGAAT 
CTACCTAGTAGTATGGAATAGCCATTAGAAATGATGGGTAATACTGTATAATCCCTGCGGGGGAAAGATTTATCGCTATTAGATGAGCCTATGTTAGATTAGTTA 
GTTGGTAAGGTAATGGCTTACCAAGACTATGATCTATAGCTGGTCTGAGAGGACGATCAGCCACACTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCTATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCAATAGGGAAGATAATGACGG 
TACCTATAGAAGAAGTCCCGGCAAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCACGTAGGTGGAC 
TAGTAAGTTAAAAGTGAAATACCAAAGCTTAACTTTGGAGCGGCTTTTAATACTGCTAGACTAGAGGTCGAAAGAGGATAGCGGAATTCCTAGTGTAGAGGTGAA 
ATTCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGCTGTCTGGTTCGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCTGTAAACGATGAGTGCTAAATGTGAGGATTTTATCTTTGTATTGTAGCTAACGCGTTAAGCACTCCGCCTGGGGACTACGGTCGCAAGACTAAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCACTTTTTGACATGAAGGTCGTATCCCTCC 
TAACAGGGGGAGTCAGTTCGGCTGGACCTTACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTC 
GTCCTTAGTTACCAACAGGTAATGCTGGGCACTCTAAGGAAACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGATGTCAAGTCAGCACGGCCCTTATAAGGTG 
GGCTACACACGTGCTACAATGGCAACTACAATAGGTCGCGAGACCGCAAGGTTTAGCTAATCCATAAAAGTTGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGA 
GCATGAAGTCGGAATCGCTAGTAATCGTGGATCATCATGCCACGGTGAATACGTTCTCGGGTCTTGTACACACTGCCCGTCACGCCATGGGAATTGGCTTAACTC 
GAAGCTGGTGTGCTAACCGAAAGGAAGCAGCCATTTAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGG 
CTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAGCATCTTCGGATGCTTAGTGGCGAACGGGTGAGTAACACGTAGATAACCTACCTTTA 
ACTCGAGGATAACTCCGGGAAACTGGAGCTAATACTGGATAGGATGTGTGCATGAAAAAAACACATTTAAAGATTTATCGGTTTAAGAGGGGTCTGCGGCGCATT 
AGTTAGTTGGTGGAGTAAAAGCCTACCAAGACGATGATGCGTAGCCGGACTGAGAGGTCTACCGGCCCACATTGGGACTGAGAACGGCCCAAACTCCTACGGGAG 
GCAGCAGTAAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGACCAACGCCGCGTGAACGACGAAGTACTTCGGTATGTAAAGTTCTTTTATATGGGAAGAAAA 
ATTGAAAATTGACGGTACCATATGAATAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAG 
GGTGCGTAGGTGGTTATAAAAGTTTGTGGTGTAAGTGCAGTGCTTAACGCTGTGAGGCTATGAAAACTATATAACTAGAGTGAGACAGAGGCAAGTGGAATTCCA 
TGTGTAGCGGTAAAATGCGTAAATATATGGAGGAACACCAGTGGTGAAGGCGGCTTGCTGGGTCTATACTGACACTGATGCACGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAAGTGTTGGGCAAAAGGTCAGTGCTGCAGTTAACGCATTAAGTTCTCCGCCTGAGTAGTACGTA 
CGCAAGTATGAAACTCAAAGGAATTGACGGGACCCCGCACAAGCGGTGGGATCATGTTGTTTAATTCGAAGATACAACGAAAAACCTTACCAGGTCTTTGACATA 
CTCTGCAAAAGGCTTAGAAATAAGTCCGGAGGCTTACAGATGTACAGGTGGTGCACGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTATTGCTAGTTACCATCATTAAGTTGGGGACTCTAGCGAGACTGCCAGTGATAAATTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCT 
TATGAACCTGGGCTACCAAACGTGATACAATGGCTGGAACAAAGAGAAGCGATAGGGTGACCTGGAGCGAAACTCACAAAAACAGTCTCAGTTCGGATTGGAGTC 
TGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCCCAAATCAGCATGTTGCGGTGAATACGTTCTCGGGGTTTGTACACACCGCCCGTCAAACCACGAAAG 
TGGGCAATACCCAACGCCGGTGGCCTAACCCGAAAGGGAGGGAGCCGTCTAAGGTAGGGTCCATGATTGGGGTTAAGTCGTAACAAGGTAACCCTANNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGCCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAC 
CACTTCGGTGGTTAGTGGCGAACGGGTGAGTAACACGTACGATAACCTGCCCTAAAACTCGAGGATAACACCGGGGAAACTGGTGCTAATACTGGATAGGATGTT 
AGGATGATTTTCTTACATTTAAAGATTAATCGGTTTTAGAGGGGTCTTTCGGCGCATTAGTTAGTTTGGTGGGGTAAAGGCCTCCCAACACCGATGATGCGTTGG 
CCCGGCTTTGAGAGGTCTTTTTCGGCCACATTGGGGACTGAGAACTGTGCCCAAACTCCTTACGGGAGGCAGCAGTGGGGAATTTTCGCCAAATTGGGGGAAACC 
CTGACCGACCAACGCCGCGTGAACGAAGAAGTTCTTCGGAATGTAAGGTTCTTTTATATGGGAAGAAAAACTCAAAATTGGCGGTACCATATGAATAACCCCCGG 
CTAACTATGTGCCAGCACCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTAAACAAGTTTCTGGTGTAAGT 
GCAGTGCTCAACGCTGTGATGCTAGGAAAACTGTTTAGCTAGAGTGAGACAGAGGCAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGAAC 
ACCAGTGGCGAAGGCGGCTTGCTGGGTCTATACTGACACTGATGCACGAAAGCGTGGAGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA 
GAACTAAGTGTTGGCCCTCAGGGTCAGTGCTGCAGTTAACGCATTAAGTTCTCCGCCTGAGTAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGACCC 
CGCACAAGCGGTGGATCATGTTGTTTAATTCGAAGATACACGAAAAACCTTACCAGGTCTTGACATACTCTGCAATGGCTTAGAAATAAGTTCGGAGGTTAACAG 
ATGTACAGGTGGTGCACGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGCTAGTTACCATCAATTAAGTTGGG 
GACTCTAGCGAGACTGCCAGGTGATAAATTTGGAGGAAGGTGGGGATGACCGTCAATCAATCATCCCCCTTATGACCTGGCCTCCAAACGTGATACAATGTCTGA 
TACCAAAAGAGAAGCGATGGGTTGACCCGGAGCGAATCTCATAAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTA 
ATCGCGAATCAGCATGTCGCGGTGAATACGTTCTCGGGGTTTGTACACACCGCCCGTCAAACCACGAAAGTGAGCAATACCCAAAGCCGGTGGCCTAACCCGTAA 
GGGAGGGACCCGTCTAAGGTAGGGTTCATGATTGGGGT TAAGTCGTAACAAGGTAACCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACAGGGAGCTTGCTCCGCTGACGACCGGCGCACGGGTGCGTAACGCGTATAGAAC 
CTACCTTTTACAGGGGGATAGCCTTTAGAAATGAAGATTAATACCCCATAGTATTGCTGAATCGCATGATTTAGTACTTAAAGATTTATCGGTAAAAGATGGCTA 
TGCGTCCTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACATCGATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACTCGGACCAGAC 
TCCTACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGAGACTCTGACCCAGCCATACCGCGTGTAGGAAGAATGCCCTATGGGTTGTAAACTACTTTTATA 
CAGGAAGAAACAGTGGTATGTATACCATCTTGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTCCCAGCAGCCGCGGTAATACGGAGGGTCCAAGCGTTAT 
CCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGTCGATTAAGTCAGAGGTGAAATACCATAGCTCAACTATGGAACTGCCTTTGATACTGGTTGACTTGAGTCA 
TATGGAAGTAGATAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCGATTGCGAAGGCAGTCTACTACGTATGTACTGACGCTGAGGGAC 
GAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGTTGTTGGGCATTAGCTCAGTGACTAAGCGAAAGTGATAAG 
TATCCCACCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAAC 
CTTACCAGGGCTTAAATGTAGTCTGACAGCTTTAGAGATAGAGTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCA 
GGTTAAGTCCTATAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCATGTTATGATGGGGACTCTAACGAGACTGCCGGTGCAAACCGCGAGGAAGGTGGGGATGA 
CGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGTATGGACAATGAGCAGCCATCTGGCAACAGAGAGCAAATCTATAAACCATATCA 
CAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTCACCGAGAGGAGCCGCCTAGGGTAAAACTGGTAACTAGGGCTNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAGAGTAGCAATACTTGAGAGTGGCGAACGGGTGAGT 
AATATATCGGAACGTGCCCAATCGTGGGGGATAACGTAGAGAAATTTACGCTAATACCGCATAAGATCTAAGGATGAAAGCGGGGGACTCGCAAGAGCCTCGCGC 
GATTGGAGCGGCTGATATCAGATTAGGTAGTTGGTGTGGTAAAAGCGCACCAAGCCGACGATCTGTAKCTGGTTTGAGAGAACGACCASCCACACTGGGACTGAG 
ACWCGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGCGTGCAGGATAGAAGGCCTTCGGGTTGTA 
AACTGCTTTTGTACGGAACGAAACGGTGCTCTTTAATAAAGAGTGCTAATGACGGTACCGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATATAAGACAGTTGTGAAATCCCTGGGCTCAACCTAGGAATTGCATCTGT 
GACTGTATAGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGACC 
TGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTGCATTAGTACTC 
AGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTT 


TAATTCGATGCAACGCGAAAAACCTTACCTACCTTTGACATGTACGGAACTCGCCAGAGATGGCTTGGTGCTCGAAAGAGAGCCGTAACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTAGTTGGGCACTCTAATGAGACTGCCGGTG 
ACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTAGGGCTACACACGTCATACAATGGATGGTACAGAGGGTCGCCAACCCGCGAGG 
GGGAGCCAATCCCATAAAACCATTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGAATGTCGCGGTGAAT 
ACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGTAAGGAGGGCGATTACCACGGCAGGGTTCGT 
GACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAA 
CAGAGGGTAGCTTGCTACTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAATATGCCTTATGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCG 
CATAACGTCTACGGACCAAAGGAGGGGACTTTTCGGAGCCTTTCGCCATTTGATTAGCCCAAGTGAGATTAGCTAGTAGGTGAGGTAAGAGCTCACCTAGGCGAC 
GATCTCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTTCACAATGGGGGAAACC 
CTGATGCAGCCATACCGCGTGTGTGAAGAAGGCCTTCGGGTTGTGAAGCACTTTCAGTTGTGAGGAAAGGGATGTAGTTAATAACTGCATTCTGTGACGTTAACA 
ACAGAAGAAGCACCGGCTAACTTCGTGCCAGCASCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTTCGTAGGCGGTTATTTA 
AGCAAGATGTGAAAGCCCAGGGCTCAACCTTGGAACTGCATTTTGAACTGGGTAACTAGAGTACTGTAGAGGGTGGTGGAATTTCCAGTGTAGCGGTGAAATGCG 
TAGAGATTGGAAGGAACATCAGTGGCGAAGGCGGCCACCTGGACAGATACTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGTCAACTAGCCGTTCGTGGACTTGATCCGTGAGTGGCGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAAC 
TCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCACAGAAGAGAC YAGAG 
ATGGACTTGTGCCTTCGGGAACTSTGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCC 
TTATTTGCCAGCGCGTTATGGCGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCT 
ACACACGTGCTACAATGGCAGGTACAGAGGGCAGCAATACCGCGAGGTGGAGCGAATCCCACAAAGCTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCA 
TGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAA 
GTGGCTAGTCTAACCTTCGGGAGGACGGTCACCACTTTGTGTTTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGAAACGATGCTAGCTTGCTAGCAGGCGTCGAGTGGCGGACGGGT 
GAGTAATGCATAGGAATCTACCTAATAGTGGGGGACAACCTGGTGWAAACCAGGCTAATACCGCATAATCCCTACGGGGCAAAGCAGGGGACCTTCGGGCCTTGC 
GCTAATAGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAACGATCCGTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTG 
AGACWCGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAATGCCGCGTGTGTGAAGAAGGCCTTAGGGTTGT 
AAAGCACTTTCAGTAGGGAGGAAAAGTTTAAGGTTAATAACCTTAGGCCCTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAT 
ACGGAGGGCGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAAACAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTG 
AAACTGTTTAGCTAGAGTGTGGTAGAGGAGAGTGGAATTTCAGGTGTAGCGGTGAAATGCGTAGATATCTGAAGGAACACCAGTGGCGAAGGCGGCTCTCTGGAC 
CAACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCAACTAACTGTTGGGCGGGTTTCCGCT 
TAGTGGTGCAGCTAACGCAATAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATACAGAGAACTTTCTAGAGATAGATTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATCCTTAGTTGCTACCATTTAGTTGGGCACTCTAAGGAGACTGCCGGTG 
ATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTATGGGTAGGGCTACACACTGCTACAATGGCCGGTACAGAGGGCCGCAAACTCGCGAGAG 
TAAGCTAATCCCTTAAAGCCGGTCCTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGCTGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATT 
CGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTGGGTAGGCTAACCTTCGGGAGGCCGCTCACCACTTTGTGATTCATG 
ACTGGGGTGAAGTCGTAACAAGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCTGTGTGCCTAATACATGCAT 
GTCGAGCGGAACTAGTTTACTAGTTTAGCGGCAATGGGTGAGTAACACGTACCTAATCTACCTTAAAGATCGGAACAACAATGGGAAACCGTTGCTAATACCGGA 
TATACCTTTGAAAAGCATTTTTTAAAGGCGAAAGGAGCAACTGCTTCACTTTGAGATGAGGGTGCGTTACATTAGTTAGTTGGCAGGGTAATGGCCTACCAAGAC 
GATGATGTATAGCCGAGTTGAGAGACTGATCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGCA 
AGCCTGATGGAGCGACACAGCGTGCAGGATGAAGGTCTTCGGATCGTAAACTGCTGTTATACAGAAAGAAAAGATATAGGAGTGGAAAGCCTATATTATGACGGT 
ACTGTATCAGAAAGTGACGGCAAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCACAAGCGTTATCCGAAATTATTGGGCGTAAAGCGTCCGTAGGTTGTTT 
GTTAAGTCTGGAGTAAAAGACCGGTGCTCAACGCCGGCACGCTTTAGATACTGGCAAACTAGAGTTATAAAGAGGTAAGTGGAATTTCATGTGAAGCGGTGGAAT 
GCGTAGATATATGAAAGAACACCAATGGCGAAGGCAGCTTACTGGTTATATACTGACACTGAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGATCATTAGTTGGTGGGGGAACCCTCGCTAACGCAGCTAACGCATTAAATGATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTT 
AAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGACGATACGCGTAGAACCTTACCCACTCTTGACATCCCTTGCAAAGCTATAGAGA 
TATAGTGGAGGTTAACAAGGTGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCCTATCCTTATTT 
ACCTAACATTAAGTTGAGAACTATACGGATACTGCTCAGGTAACTGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGT 
GCTACAATGGCCGGTACAAAGAGACGCAATATGGTGACATGGAGCAAATCTGAAAAACCGGTCTCAGTTCGGATTGAAGGCTGCAATTCGCCTTCATGAAGTCGG 
AATCGCTAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCCGGTAATGCCCAAAGTCGGTTT 
AGCTAACTTCGGAAGCGACTGCCTAAGGCAGGATTGGTGACTGGGTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAAC 
GCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGGGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAACAACTCCGGG 
AAACTGGAGCTAATACCGTATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCG 
ACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGNCGAAA 
GCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGGCTAACTT 
CGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTGTTAAGTTAGGGGTGAAATCCCAGGNC 
TCAACCCTGGAACTGCCTTTAATACTGGCAATCTCGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGT 
GGCGAAGGCGGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGAGAGCTA 
GCCGTCGGCAAGTTTACTTGTCGGTGGCGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATACCTTCAGTTCGGCTG 
GACCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTAAGTT 
GGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGG 
TGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAACCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAAT 
CGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGA 
GGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGT 
TTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAATCTTCTAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTA 
ATGCATAGGTTATGTGCCCTTTAGTCTGGGATAGCCACTGGAAACGGTGATTAATACTGGATACTCCCTACGGGGGAAAGTTTTTCGCTAAAGGATCAGCCTATG 
TCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGATCGGACACACTGGAACTGAGACACGGTCCAGACTCCT 
ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTTAGAGA 
AGATTATGACGGTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGT 
GCGTAGGCGGGGTAATAAGTCAGATGTGAAATCCTGTAGCTTAACTACAGAACTGCATTTGAAACTGTTACTCTGGAGTGTGGGAGAGGTAGGTGGAATTCTTGG 
TGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATTACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCCTAAACGATGGATGCTAGTTGTTGCCTTGCTTGTCAGGGCAGTAATGCAGCTAACGCATTAAGCATCCCGCCTGGGGAGTAC 
GGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGGCTTGACATT 
GATAGAATCTACTAGAGATAGTGGAGTGCCCTTCGGGGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 


ACGAGCGCAACCCTCGTCCTTAGTTGCTAGCAGTTCGGCTGAGCACTCTAAGGAGACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGG 
CCCTTACGCCTAGGGCTACACACGTGCTACAATGGGGCGCACAAAGAGGAGCAATATCGCGAGGTGGAGCAAATCTCAAAAACGTCTCTCAGTTCGGATTGTAGT 
CTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTGAATCAGCCATGTCACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGG 
AGTTGTATTCGCCTTAAGTCGGGATACTAAATTGGTTACCGCCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAACCTGCNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACTGAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGGATGCTTTACACATGCAA 
GTCGGACGGCAGCACGGGCTTCGGCCTNGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTA 
ATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCACTATTGGAGCGGCCGATATCGGATTAGCTNGTTGGTGGGGTAACGGCCTACCAAGG 
CGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGNCTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGC 
AACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGAAAGAAACGGCACGGGCTAATATCCTGTGCAACTGACGGT 
ACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTC 
GGAAAGAAAGATGTGAAATCCCAGGGCTTAACCTTGGAACTGCATTTTTAACTACCGGGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAA 
TGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGCCTTGGTAGCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAA 
AACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATCCCGAA 
GAGATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTGAAGTCCTCATGGCCCTTATGGGTAGGGCTTC 
ACACGTCATACAATGGTCGGGACAGAGGGTTGNCAACCCGCGAGGGGGAGCCAATCCCAGAAACCCGGTCGTNGTCCGGATCGCAGTCTGCAACTCGACTGCGTG 
AAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCNCGTCACACCATGGGAGTGGGTTTTACCAGAAGT 
AGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACTGAAGAGTTTGA 
TCCTGGCTCAGATTGAACGCTGGCGGGATGCTTTACACATGCAAGTCGGACGGCAGCACGGGCTTCGGCCTNGTGGCGAGTGGCGAACGGGTGAGTAATGTATCG 
GAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTTCGGGCCTCGCACTATTGGAGCGG 
CCGATATCGGATTAGCTNGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAG 
NCTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGG 
CAGGAAAGAAACGGCACGGGCTAATATCCTGTGCAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAA 
GCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGGGCTTAACCTTGGAACTGCATTTTTAACTACCGGGCT 
AGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCT 
CATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGCCTTGGTAGCGCAGCT 
AACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCA 
ACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATCCCGAAGAGATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGG 
TGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATNGTCGGGACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGA 
AACCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCNCGGGTCTTG 
TACACACCGCNCGTCACACCATGGGAGTGGGTTTTACCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGANNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACTGAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGGATGCTTTACACATGCAAGTCGGACGGCAGCACGG 
GCTTCGGCCTNGTGGCGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTNGCTAATACCGCATACGCCCTA 
CGGGGGAAAGCGGGGGACCTTCGGGCCTCGCACTATTGGAGCGGCCGATATCGGATTAGCTNGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCCGTAGCTGG 
TTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGNCTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCNGATCCAGCCAT 
CCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGGCAGGAAAGAAACGGCACGGGCTAATATCCTGTGCAACTGACGGTACCTGCAGAATAAGCAC 
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAA 
ATCCCAGGGCTTAACCTTGGAACTGCATTTTTAACTACCGGGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAG 
GAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG 
ATGTCAACTAGCTGTTGGGGCCTTCGGGCCTTGGTAGCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGAC 
GGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATNCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATCCCGAAGAGATTTGGGAGTGCTC 
GCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACG 
AAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGT 
CGGGACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCAGAAACCCGATCGTNGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGT 
AATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCNCGTCACACCATGGGAGTNGGTTTTACCAGAAGTAGTTAGCCTAACCGCAA 
GGGGGGCGATTACCACGGTAGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCGTGCCTAATACATGCAAGTCGA 
ACGATGAAGCTTTTAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAAGGTATAGTTAATCTGCCCTACACTGGGGGACAACACTTAGAAATGAGTGCTA 
ATACCCCATACTCCTATTTAGCATAAGTTAGATAGGGAAAGTTTTTCGGTGTAGGATGAGACTATATAGTATCAGCTAGTTGGTAAGGTAAAGGCTTACCAAGGC 
TATGACGCTTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAA 
ACCCTGACGCAGCAACGCCGCGTGGAGGATGACACTTTTCGGAGCGTAAACTCCTTTTCTTTGGGAAGAATTTTGACGGTACCAAAGGAATAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAAGTCTCTTGTGAAATCTAATG 
GCTTAACCATTAAACTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAGATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCC 
ATTGCGAAGGCGATCTGCTGGAACTTAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTATGC 
TAGTTGTTGGTATGCTAGTCATCTCAGTAATGCAGCTAACGCATTAAGCATACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGAGGATACGCGAAGAACCTTACCTGGGCTTGATATCCTAAGAACCTTATAGAGATATGAGGGTGCTAGCTTGCT 
AGAACTTAGAGACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAACGATTC 
GGTCGAGCACTCTAAGGAGACTGCCTTCGTAAGGAGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCGACACACGTGCTACAATGGC 
ATATACAATGAGACGCAATACCGCGAGGTGGAGCAAATCTATAAAATATGTCCCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGCCGGAATCGCTAGTA 
ATCGTGAATCAGCCATGTCACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGATTTCACTCGAAGTGGAAATACTAAACTAGT 
TATCCCCCACAGTGGAATCAGCGACTGGGGTGAGTCGTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCT 
GGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTTGAGGGGAGCTTGCTCCCTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAAT 
CTGCCTATTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGTTTTACGGGAGAAAGTAGGGGACCTTCGGGCCTTGCGCTAATAGATGAGCCTA 
GGTCGGATTAGTTAGTTGGTGGGGTAAAGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGTTGG 
GAGGAAGGGCAGTAAGCGAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGT 
TAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGTTAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGGCAAGCTAGAG 
TACGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGACTGATACTGACACTGAGG 
TGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGAATCCTTGAGATTTTAGTGGCGCAGCTAAC 
GCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACG 
CGAAGAACCTTACCTGGCCTTGACATGCTGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCAGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAA 


GGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAGCCGCGAGGTGGAGCTAATCCC 
ATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGGGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAG 
TCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGA 
TCATGGCTCAGGACGAACNCTGGCGGCATGCCTAATACATGCAAGTCGAACGCTTCTTTCCTATTGAGTGCTTGCACTCGACTGGAAAGAGGAGTGGCGGACGGG 
TGAGTAACACGTGGGTAACCTGCCCATAAGTGGGGGATAACATTCGGAAACGGATGCTAATACCGCATAATTCTGATTGCCGCATGNGAACGGATGAAAGGTGGC 
TTCGGCTGCCGCTTATGGATGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAATGATACGTAGCCGACCTGAGAGNGTGATCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGNAAGTCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGTT 
TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAACTGCTCATCCCTGACGGTATCTAACCAGAAAGCCATGGCTAACTACGTGCCAGCAGC 
CGCGGTAATACGTAGATGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTTTAAGTCTGATGTGAAAGACCCCAGCTCAACTGGGGAA 
GGTCATTGGAAACTGGAGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGAC 
TCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGG 
TTTCCGCCCCTCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTATTAGTTGCCAGCATTCAGTTGGGCACTCTAGTGA 
GACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTCGCA 
AGATCGCGAGGTCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGAACG 
CCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCCTTTTGGGAGCCAGCCGCCTA 
AGGTGGGATAGATAATTGGGGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCATG 
GCTCAGATTGAACGCTGGCGGCAGGCC TAACACATGCAAGTCGAGCGGCAGCGGGAAAGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGAGTAATGCC 
TGGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCTACGGGGGAAAGCAGGGGACCTTCGGGCCTTGCGCGATTGGATG 
AACCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTC 
AGCGAGGAGGAAAGGTTGGTAGCGAATAACTGCCAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGC 
AAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTAAAACTGTCCAG 
CTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACG 
CTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGAGACGTGGCTTCCGGA 
GCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAT 
GCAACGCGAAGAACCTTACCTGGCCTTGACATGTCTGGAATCCCTAAGAGATTGGGGAGTGCCTTCGGGAATCAGAACACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGATAAACCG 
GAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGC TACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCTAGCGATAGTGAGCGA 
ATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCAAATCAGAATGTTGCGGTGAATACGTTCCC 
GGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGATTCATGACTGGGG 
TGAAGTCGTAACAAGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGT 
AACATTGGTGCTTGCACCAGATGACGACCGGCGCACGGGTGCGTAACGCGTATACAACCTACCTTTTAGCAGGGAATAGCCCAGGGAAACTTGGATTAATGCCCT 
ATAGTATGGTGATCTCTCCTGAGATTATCATTAAACATTTATGGCTATTAGATGGGTATGCGTCCTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGGCAGCG 
ATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCC 
TGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTACAGAGGAAGAACCACTCCCACGTGTGGGAGTTTGACGGTACTCTGCGAA 
TAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCAGTTAAGTCAG 
TGGTGAAAGTCTTCCGCTCAACGGGAGAACTGCCATTGATACTGATTGCCTTGAGTTATTATGAAGTGGTTAGAATGAGTAGTGTAGCGGTGAAATGCATAGATA 
TTACTCAGAATACCGATTGCGAAGGCAGATCACTAATAATATACTGACNCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACNCC 
GTAAACGATGGTTACTAGCTGTTCGGATCGATTAAGATCTGAGTGGTTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATNATNCGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACNGGAGTGGAAACAC 
TTTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTGGTTAGTTGC 
CAGCGAGTAATGTCGGGAACTCTAGCCAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGT 
GCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTACAAACCCTATCACAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGG 
AATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCGGTCA 
CCGCAAGGAGCCGCCTAGGGTAAAACTGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGTAACAGGAGAGAGCTTGCTCTCTTGCTG 
ACGAGTGGCGGACGGGTGAGTAATACATGGGAATCTGCCCTGAGGTGGGGGATAACCTGGGGAAACTCAGGCTAATACCGCATGATCTCTACGGAGCAAAGTGGG 
GGACCTTCGGGCCTCACGCCTTGGGATGAGCCCATGTCTGATTAGCTAGTTGGTGGGGTAAGAGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGGA 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAA 
GAAGGCCTGCGGGTTGTAAAGCACTTTTATCGGGGAAGAATAGGTTGTCGCTAATACCGGCAACACTTGACATTACCCGTTGAATAAGCACCGGCTAACTCCGTG 
CCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGAAGCTTAAGTCTGATGTGAAAGCCCCGGGCTTAA 
CCTGGGAATGGCATTGGAAACTGGGTTTCTAGAGTGTGGTAGAGGATAGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAAGAACACCGATGGCG 
AAGGCAGCTATCTGGGCCAACACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTTGTCG 
TTGGGGGAGTTAGTCCTTCAGTGACGGAGCTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATCCTCGGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACCGAGT 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTCCTAGTTGCCAGCACTTCGGGTGGGAAC 
TCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGCCAGGGCTACACACGTGCTACAATGGTCGGTCCAAT 
GGGTAGCTAAGCCGCGAGGTGGAGCCAATCCCTCAAAGCCGATCTTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCAGA 
TCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTGGCTAGTCTAACCTTCGGGAGGACG 
GTCACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTATGG 
AGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGGTAACAGGGTGTAGCTTGCTATACTGCTGACGAGTGGCGCACGG 
GTGAGTAATGCATAGGTTATGTGCCCCATAGTCTGGAATAGCCACTGGAAACGGTGATTAATACCGGATATTCCCGAGAGGGGAAAGTTTTTCGCTATGGGATCA 
GCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGATCGGACACACTGGAACTGAGACACGGTCCA 
GACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTCTTCGGATTGTAAACTCCTTTTC 
TAAGAGAAGATTATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGT 
AAAGAGCACGTAGGCGGCCTTGCAAGTCAGATGTGAAATCCAACGGCTTAACCGTTGAACTGCATTTGAAACTGCAAGGCTAGAGTATGGGAGAGGTAGGTGGAA 
TTCTCGGTGTAGGGGTAAAATCCGTAGAGATCGAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGTTGCCCTGCTTGTCAGGGCAGTAATGCAGTTAACACATTAAGCATTCCGCCTGG 
GGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTGGGCT 
TGACATTGATAGAATCCTATAGAGATATGGGAGTGCCAGTTTACTGGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 


AGTCCCGCAACGAGCGCAACCCTCGTCACTAGTTGCTAACGGTTCGGCCGAGCACTCTAGTGAGACTGCCTTCGCAAGGAGGAGGAAGGTGAGGACGACGTCAAG 
TCATCATGGCCCTTACGCCCAGGGCTACACACGTGCTACAATGGTGTGTACAAAGAGAAGCAATACCGCGAGGTGGAGCAAATCTTTAAAACACATCTCAGTTCG 
GATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCAATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCA 
CACCATGGGAGTTGTATTCGCCTTAAGCCGGGACGCTAAACTGGCTACCGTCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAA 
CCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGC 
AAGTCGAACGATGAAGCTTTTAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCTTTAGTCTGGGATAGCCACTGGAAACG 
GTGATTAATACTGGATACTCCCTACGGGGGAAAGGTTTTTCGCTAAAGGATCAGCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTATGAC 
GGGTATCCGGCCTGAGAGGGTGATCGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTG 
AAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTAAGAGAAGATTATGACGGTATCTTACGAATAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGTAGGCGGGTAGTCAAGTCAGATGTGAAATCCTGTAGCTTAAC 
TACAGAACTGCATTTGAAACTGACTATCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGA 
AGGCGACCTGCTGGAACATTACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAATGCTAGTTGT 
TGCCCTGCTTGTCAGGGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAGTATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCCGCTAGAGATAGTGGAGTGTTGGCTTGCCAGAGCTT 
GAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCTAGCAGCTCGGCTGAG 
CACTCTAAGGAGACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGACATACA 
AAAAGATGCAATATCGCGAGATGGAGCAAATCTCTAAAATGTCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATAAAGCTGGAATCGCTAGTAATCGCAA 
ATCAGCAATGTTGCGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGGATACTAAATTGGTTACCGCC 
CACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNTTTATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTCTAGCTTGCTAGAAGTGGATTAGTG 
GCGCACGGGTGAGTAACGCATAGGTTATGTGCCTCTTAGTTTGGGATAGCCATTGGAAACGGTGATTAATACCAGATATTCCCTACGGGGGAAAGATTTATCGCT 
AAGAGATCAGCCTATGCCCTATCAGCTTGTTGGTAAGGTAATGGCTTACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGAACGGACACACTGGAACTGAGA 
CACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGSGCAASCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAA 
CTCCTTTTGTCAGAGAAGATAATGACGGTATCTGACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATC 
ACTGGGCGTAAAGAGY GCGTAGGCGGGGTAGTMAGTCAGRTGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGCWAYTCTRGAGTGTGGGAGAGG 
YAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTRGAACAWKACTGACGCTGATTGCRCGAAAGCG 
TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGATGCTAGTTGTTGGAGGGCTTAGTCTTTCCAGTAATGCAGCTAACGCCTTAAGC 
ATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAGGATACACGAAGAACC 
TTACCTAGGCTTGACATTGARAGAATCYGCTAGAAATAGYGGAGTGTCTRGCTTGCYAGACCY TGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCTTTCTTAGTTGCTAACAGGTCATGCTGAGAACTCTAAGGAGACTGCCTCCGTAAGGAGGAGGAAGGTGG 
GGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGGTGCACAAAGAGAAGCGATACTGCGAAGTGGAGCCAATCTTCAAAAC 
ACCTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCAAATCAGCCATGTTGCGGTGAATACGTTCCCGGGTCTTGTAC 
TCACCGCCCGTCACACCATGGGAGTTGTGTTTGCCTTAAGTCAGGATGCTAAAGCAGCTACTGCCCACGGCACRCACAGCGACTGGGGTGAAGTCGTAACAAGGT 
AACCGTAGGTGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGC 
GGCGTGCCTAATACATGCAAGTCGAACGATGAAGCTTTTAGCTTGCTAGAAGTGGATTAGTGGCGCACGGGTGAGTAATGCATAGGTTATGTGCCCTTTAGTCTG 
GGATAGCCACTGGAAACGGTGATTAATACTGGATACTCCCTACGGGGGAAAGTTTTTCGCTAAAGGATCAGCCTATGTCCTATCAGCTTGTTGGTGAGGTAATGG 
CTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGAACGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCT 
CAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTAGGATTGTAAACTCCTTTTGTGAGAGAAGATTATGACGGTATCTCACGAATAAGC 
ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGCAGGCGGGCTAATAAGTCAGATGTG 
AAATCCTATAGCTTAACTATAGAACTGCATTTGAAACTATTAGTCTAGAGTGTGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAG 
AGGAATACTCATTGCGAAGGCGACCTACTGGAACATTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAA 
CGATGAATGCTAGTTGTTGCCTTGCTTGACAGGGCAGTAATGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATA 
GACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGATACGCGAAGAACCTTACCTAGGCTTGACATTGATAGAATCCTATAGAGATATGGGAGTG 
CCACTTCTGTGGAGCTTGAAAACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTG 
CTAGCAGTTTAAGCTGAGCACTCTAAGGAGACTGCCTTCGTAAGGAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGT 
GCTACAATGGGGTGCACAAAGAGGAGCAATATCGTGAGGTGGAGCAAATCTCTAAAACGTCTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGG 
AATCGCTAGTAATCGTGAATCAGCCATGTCACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTATTCGCCTTAAGTCGGGAT 
ACTAAATTGGTTACCGCCCACGGCGGATGCAGCGACTGGGGTGAAGTCGTAACAAGGTAACCGTAGGTGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNATTNNNGAGTTTGATCATGGCTCAGATTGANCGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAGCACGAAGGAGCTTG 
CTCCTTGGGTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAATCTGGCTTATGGAGGGGGATAACTACGGGAAACTGTAGCTAATACCGCGTAATATCTTCGG 
ATTAAAGTGTGGGNCCGCAAGGCCACATGCCATGAGATGAGCCCAAGTGGGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCTCTAGCTGGTCT 
GAGNNNATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCC 
GCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTAGCGAGGAAGGTATCAAATTTAATAGATTTGGTAATTGACGTTAACTACAGAAGAAGCACCGG 
CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGTTGATTAAGTGAGATGTGAAAGC 
CCCGGGCTNNACCTGGGAATTGCATTTCATACTGGTCAACTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAA 
TACCGAAGGCGAAGGCAGCCCCTTGGGAATGTACTGANGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTNGATACCCTGGTAGTCCACGCTGTAAACGCTG 
TCGATTTGGGGATTGGACTTNNAGTCTGGTGCCCGAAGCTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATNNANNGACGGGG 
GCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCATGGAATCTTGTAGAGATACGAGAGTGCCTTCGGG 
AACCATGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTNNGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTCGG 
CCGGGAACTCAAAGGAGACTGCCAGTGATNAACTGGAGGAAGGTNGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCG 
TATACAGAGGGAAGCAATATGGCGACATGGAGCAAATCTCAGAAAGTACGTCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTA 
ATCGCAAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGCAAG 
GGGGGCGTTTACCACGGTATGATTCATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACTGCAGAGTTTGATCATGGCTCAGA 
TTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGGTAACGGGTTGAAAGCTTGCTTTCGACGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAAT 
CTGGCTTATGGAGGGGGATAACCATTGGAAACGATGGCTAATACCGCATAGAATCGAAAGATTAAAGGGTGGGACTTTTTAGCCACCTGCCATAAGATGAGCCCA 
AGTGGGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTNCGATCTCTAGCTGGTCTGAGAGGATGGCCAGCCACACTGGGACTGAGACACGGCCCNGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTGGT 
GAGGAAGGCGGTAGTGTTAATAGYACTAYTGTTTGACGTTAGCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGNGAGCGT 
TAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGTAAATTAAGTGAGATGTGAAATCCCCGAGCTTNACTTGGGAATTGCATTTCAGACTGGTTTACTAGAG 
TACTCTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGGAGATACTGACGCTCATG 
TGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTTGGGGATTGGGCTTNNRGCTTGGTGCCCGTAGCTAACGT 
GATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCG 
AAGAACCTTACCTACTCTTGACATCCTAAGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAGCTTAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGT 


GAAATGTTGGGTTNAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCACTTCGGGTGGGAACTCAAAGGAGACTGCCAGTGATNAACTGGAGGAAGGT 
GGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC TACACACGTGCTACAATGGTGCATACAGAGGGRTGCGAGCCTGCGAGGGTGAGCGAATCTCAGAA 
AGTGCATCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACACCATGGGAGTGGGTTGTACCAGAAGTAGATAGCTTAACCGAAAGGGGGGCGTTTACCACGGTATGATTCATGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGATGAAGCCTAG 
CTTGCTAGGCGGATTAGTGGCGCACGGGTGAGTAACGCATAGATGACATGCCCTTTAGTTTGGGATAGCCACTAGAAATGGTGATTAATACCAAATACTACCCTA 
CGGGGGAAAGATTTATCGCTAAAGGATTGGTCTATGTCCTATCAGCTTGTTGGTGAGGTAAAGGCTCACCAAGGCTATGACGGGTATCCGGCCTGAGAGGGTGAA 
CGGACACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGCAAGCCTGAAGCAGCAACGCCGCGTGGAGGAT 
GAAGGTTTTAGGATTGTAAACTCCTTTTGTCAGAGAAGATAATGACGGTATCTGACGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG 
TGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGTAGGCGGGGTTGTAAGTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTACA 
ACTCTGGAGTGTGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACAATACTG 
ACGCTGATTGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGGATGCTAGTTGTTGGGGGGCTTTGTCCTCCCAGTA 
ATGCAGCTAACGCCTTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGAAGATACACGAAGAACCTTACCTAGGCTTGACATTGAAGGAATCTGCTAGAAATAGTGGAGTGTCTAGCTTGCTAGACCCTGAAAACAGGTGCTGCACGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCTTTCTTAGTTGCTAACAGGTAGTGCTGAGCTCTCTAAGAATACTGCCTG 
CGTAAGCAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGGGTGCACAAAGAGATGCAATGCCGCGAG 
GTTGAGCCAATCTTAAAAACATCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAATCGCAAATCAGCCATGTTGCGGTGAA 
TACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTGTGTTTGCCTTAAGTCAGGATGCTAAGGTAGCTACTGCCCACGGCACACACAGCGACTG 
GGGTGAAGTCGTAACAAGGTAACCGTAGGTGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACTGAAGAGTTTGATTC 
TGGCTCAGATTGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGGAAACGATGGAGCTTGCTCCAGGCGTCGAGTGGCGAACGGGTGAGTAACGCATGGG 
AATCTGCCTTTTGCTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATAACACCTAAGGGTGAAAGCGGGGGACCGAAAGCCTCGCGGCAAGAGATGAGCC 
CATGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC 
TCCNACGGGAGGCAGCAGTGGGGAATATTGGACNATGGGGGGAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTA 
GGGAGGAAAGGTGCGTAGTTAATACCTGCGCAATTGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCG 
TTATTCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGCCCAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGAAACTGGGCGACTAGA 
GTATGAAAGAGGAAAGCGGAATTTCCAGTGTAGCAGTGAAATGCGTAGATATTGGAAGGAACACCGATGGCGAAGGCAGCTTTCTGGGTCGATACTGACGCTCAT 
GTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGCGTCGGGTTGTTAAAGACTCGGTGCNGGAGCTAAC 
GCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGAAATTGACGGGGACCCGCNCAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACG 
CGAAGAACCTTACCAGGCCTTGACATCCTAGGAACTTGGCAGAGATGCCTTGGTGCCTTCGGGAACCTAGAGACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTACTTGCCAGCACTTTGGGTGGGAACTGTAAGGAGACTGCCGGTGACAAACCGGAGGAAG 
GTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGC TACACACGTGCTACAATGGTCGGTACAGACGGTAGCGAAGCCGCGAGGTGGAGCCAATCTGAG 
AAAGCCGATCGTAGTCCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTT 
GTACACACTGCCCGTCACACCATGGGAGTTTGTTGCACCAGAAGCAGGTAGCTTAACTTAGGAGGGCGCTTGCCACGGTGTGGCCGATNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGGAGAGCGGAAGTTTCGAT 
GGAAGCTCTTAGTGGCGGACGGGTGAGTAACGCGTGGACAACCTACCGGAGAGTGGGGGATAACAGTCCGAAAGGGCTGCTAATACCGCATAACGTTCCTGAAGG 
ACATCCTTCAGGAACCAAAGGAGCAATCCGCTTTCCGATGGGTCCACGTCCGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCGGTAGCCGGCC 
TGAGAGGGTGAACGGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGC 
CGCGTGGGGGATGAAGGTCTTCGGATTGTAAACCCTTGTCTTCGGGGAAGAAGTTTTGACGGTACCCGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGC 
GGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGCGCGTGCAGGCGGACATGTAAGTCTGAGGTGAAAGCTTGGAGCTCAACTCCGAAACGG 
CCTTGGAAACTGGATGTCTTGAGAGATGGAGAGGATAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCCGTGGCGAAGGCGGCTAT 
CTGGACATTATCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGTATC 
GACCCCCCCGGTGCCGCAGTTCACGCAATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGTTGGAG 
CATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCCTCTGAATCCGATAGAGATAGCGGAGTGCCCTTCGGGGAGCAGAGAGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCTAGTTGCCAGCGAGAGAGTCGGGGACTCTAGGGA 
GACTGCCCGGGACGACCGGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGGCGGTACAAACCGAAGCG 
AAGCCGAGAGGTGGAGCGAACCGGAGAAAGCCGTTCCCAGTTCGGATTGCTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGGTCAGCATA 
CCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCAACACCCGAAGTCGGTGAGGTAACCTTTCAGGAGCCAGCCGCCGAA 
GGTGGGGTCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNGCTGGCGGCACGCTTAACACATGCAAGTCGAACGGAGATAATTTGAGTTTACTTAGGTTATCTTAGTGGCGGACGGGTGAGTAAC 
ACGTGAGCAACCTACCTTAGAGAGAGGGATAGCTTCTGGAAACGGATGGTAATACCTCATAACATAACTGANCCGCATGATTTAGTTATCAAAGATTTATCACTC 
TGAGATGGGCTCGCGTCTGATTAGATAGTTGGTGAGGTAACGGCTCACCAAGTCGACGATCAGTAGCCGGACTGAGAGGTTGAACNGCCACATTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGTTTTCGGATTGTAAAC 
TCCTGTCTTAAAGGACGATAATGACGGTACTTTAGGAGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTA 
CTGGGTGTAAAGGGAGCGTAGGCGGGAGCGCAAGTCAGATGTGAAATACATGGGCTCAACCCATGGGCTGCATTTGAAACTGTGTTTCTTGAGTGAAGTAGAGGT 
AAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGGCTTTTACTGACGCTGAGGCTCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGATTACTAGGTGTGGGGGGACTGACCCCTTCCGTGCCGCAGTTAACACAATAAGTAAT 
CCACCTGGGGAGTACGSCCSCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTA 
CCAGGTCTTGACATCGTATGCATAGTCTAGAGATAGATGAAATTCCTTCGGGGACATATAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTACCTTTAGTTGCTACGCAAGAGCACTCTAAAGGGACTGCCGTTGACAMAACGGAGGAAGGTGGGGATGACGTCAAA 
TCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCAATTAACAAAGAGAAGCAAGACGGTGACGTGGAGCGAATCTCACCAAATTGTCCCAGTTC 
AGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTCGGTAACACCCGAAGTCGGTAGTCTAACAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCGAACGGAANT 
GTTTTGAAAGATTTCTTCGGAATGAATTTGATTTAGTTTAGTGGCGGACGGGTGAGTAACGCGTGAGTAACCTGCCTTCAAGAGGGGGATAACATTCTGAAAAGA 
ATGCTAATACCGCATGACATATCGGAACCACATGGTTCTGATATCAAAGATTTTATCGCTTGAAGATGGACTCGCGTCCGATTAGTTAGTTGGTGAGGTAACGGC 
TCACCAAGACCGCGATCGGTAGCCGGACTGAGAGGTTGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGGATATTGCGC 
AATGGGGGCAACCCTGACGCACCAACGCCGCGTGAAGGATGAAGGTTTTCGGATTGTAAACTTCTTTTATTAAGGACGAAAAATGACGGTACTTAATGAATAAGC 
TCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTTGCAAGTCAGATGTG 
AAANTCTATGGGCTCAACCCATAAACTGCATTTGAAACTGTAGAGCTTGAGTGAAGTAGAGGCAGGCGGAATTCCCCGTGTAGCGGTGAAATGCGTAGAGATGGG 
GAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA 
ACGATGATTACTAGGTGTGGAGGGTCTGACCCCTTCCGTGCCGGAGTTAACACAATAAGTAATCCACCTGGGGAGTACGGMCNNAARGTTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCAACTAACGAAGTAGAGATACATTAGG 
TGCCCTTCGGGGAAAGTTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGKTTAAGTCCCGCAACGAGCGCAACCCTTGCTATTAGTTG 
NTACGCAAGAGCACTCTAATAGGACTGCCGTTGACAAAACGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACA 


ATGGATGTTAACAGAGGGAAGCAAGACAGTGATGTGGAGCAAACCCCTAAAAACATTCTCAGTTCAGATTGCAGGCTGCAACCCGCCTGCATGAAGATGGAATTG 
CTAGTAATCGNGGATCAGAATGMCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGCCGGTAATACCCGAAGTCAGTAGTCCAAC 
CTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGGACGAACGCTGGCGGCACGCTTAACACATGCAAGTCG 
AACGAGCGAAAGAGTGCTTGCACTCTCTAGCTAGTGGCGGGCGGGTGAGTAACACGTGAGCAATCTGCCTTTCGGAGAGGGATACCAATTGGAAACGATTGTTAA 
TACCTCATAACATAACGAAGCCGCATGACTTTGTTATCAAATGAATTTCGCCGAAAGATGAGCTCGCGTCTGATTAGGTAGTTGGTGAGGTAACGGCCCACCAAG 
CCGACGATCAGTAGCCGGACTGAGAGGTTGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCG 
AAAGCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGTTTTAGGATTGTAAACCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCAAGTCAGGTGTGAAATTTAGG 
GGCTTAACCCCTGAACTGCACTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATC 
AGTGGCGAAGGCGGCTTACTGGGCTTTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTA 
CTAGGTGTGGGGGGACTGACCCCTTCCGTGCCGCAGTTAACACAATAAGTAATCCACCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGC 
CCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCGTACGCATAGCATAGAGATATGTGAAATCCCTTCGGG 
GACGTATAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTACTGTTAGTTGCTACGCAAGAGC 
ACTCTAGCAGGACTGCCGTTGACAAAACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACTACAATGGCTGTTAAC 
AGAGGGAAGCAAAACAGTGATGTGGAGCAAAACCCTAAAAGCAGTCTTAGTTCGGATTGTAGGCTGCAACCCGCCTACATGAAGTAGGAATTGCTAGTAATCGCG 
GATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGTCGGTAACCCCGAAGCCTGTGTTCTAACCGCNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCNGCAGGCTTAACACATGCAAGTCGAGCNGAAACNATCCTAGCTTGCTAGGAGGCNTCGAGCGGC 
GGACGGGTGAGTAATGCATAGGAATCTACCCGGTCGTGGGGGATAACCTGGGGAAACTCAGACTAATACCGCATACGTCCTACGGGAGAAAGCGGGGNNTCNNCC 
NNNCNCNNTCNNATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCCGCGATCCGTAGCTGGTTTGAGAGGATGATCAGCCACATCGGG 
ACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGG 
TTGTAAAGCACTTTCAGTGAGGAAGAATGCCGTCGGGTTAATACCCCGGCGGAAAGACATCACTCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGATCAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACAGCA 
TCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCT 
GGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACCAGCCGTTGGGTGCCTAGA 
GCACTTTGTGGCGAAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACNGCCGCAAGGTTAAAACTCAAATNAATTGACGGGGGCCCGCACAAGCGTGGAGCATG 
TGGTTTAATTCGATGCAACNCNAAGAACCTTACCTACTCTTGACATCCTGCNAACTTGGTAGAGATACCTTGGTGCCTTCGGGAACGCAGAGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTGTCCTTATTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACTG 
CCGGTGACAAACCGGAGGAAGGTNGGGACNACGTCAAGTCATCATGGCCCTTACNGGTAGGGCTACACACGTGCTACAATGGCCGGCACAAAGGGCTGCGAACTC 
GCGAGAGTCAGCGAATCCCATAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGTGGACTGCACCAGAAGTGGTTAGCCTAACTTCNNANGGCGATCACCACGGTGTGGT 
TCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCC 
TAACACATGCAAGTCGAGCGGAAACGATGGAAGCTTGCTTCCAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGATAGTGGGGGATAACCT 
GGGGAAACTCAGGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATCGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGG 
TAACGGCTCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAAGAAGGCCTGAGGGCTAATACC 
CTTCAGGAAGGACATCACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGCGCGTAGGTGGCTTGATAAGCCGGTTGTGAAAGCCCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCC 
CGGTGTAGCGGTGANATGCGTAGAGATCGGGAGGAATACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGGCTAGCCGTTGGGGTCCTTGAGACCTTTGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAG 
TACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTANTTCGATGCAACGCGAGGAACCTTACCTACCCTTGAC 
ATCGTGCGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACGCACAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGT 
AACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATTCGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCAT 
GGNCCTTACGGGTAGGGCTACACACGTGCTACAATGGTCGGTACAAAGGGTTGCAATACCGCGGNGTGGAGCTAATCCCATAAAGCCGGTCTCAGTCCGGATCGG 
AGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTGGACTGCACCAGAAGTGGTTAGCCTAACTTCGGAGGGCGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGAATGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGNACGNAAACGATAGG 
AGCTTGCTCCTAGGCGTCGAGTGGCGGACGGGTGAGTAATGCATGGGAATCTGCCCTTTAGTTGGGGATACCGTATGGAAACGTACGTTAATACCGAATGAGATC 
TACGGATGAAAGGTGCCCTCTTCTTGAAAGGTATCGCTAAAGGATGAGCCCATGTTAGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCATCGATCTATAG 
CTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAG 
CCATGCCGCGTGTGTGAAGAAGGCCCGAGGGTTGTAAAGCACTTTTAGTGAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTCACAGAAAAA 
GCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTAAAGCGCGCGTAGGNNNATTGTTAAGTCAGTTG 
TGAAAGCCCTGGGCTCAACCTAGGAACGGCGATTGAAACTGGCAGTCTAGAGTTTAGTAGAGGNAAGGGNAATTTCTGGAGTAGCAGTGAAATGCGTAGATATCA 
GAAGGAACATCAGTGGCGAAGGCGCCTTCCTGGACTAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCCTA 
AACGATGTCAACTAGCTGTTGGTCTTATTAAAAAGATTAGTAGCGCNNNNAACGCGATAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACATCCTGCGAACTTTCTAGAGATAGATTG 
GTGCCTTCGGGAGCGCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCATTAGTTGC 
TACCATTTAGTTNNNAACTCTAATGAGACTGCCGGTGATAAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTATGGGATGGGCTACACACGTGC 
TACAATGGTCGGTACAAACAGTTGCGAAGCCGCGAGGTGGTGCTAATCTGAAAAAACCGATCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGA 
ATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTGGGTAGTC 
TAACCTTCGGGGGGANGCTCACCACTTTGTGATTNATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCT 
GGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACTCCGCTTGCGGGGGATCAGTGGCGAACGGGTGAGTAACACGTGGGCAACCT 
GCCCTCAGCTCTGGGATAACTCCAAGAAATTGGGGCTAATACTGGATACGACCGCTGACCGCATGGTCTGGTGGTGGAAAGATTTATCGGCTGGGGATGGGCCCG 
CGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGCCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTC 
CTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGG 
GACGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGT 
AAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCTGTGAAAACCTGAGGCTCAACCTCAGGCCTGCAGTCGATACGAGCAGACTAGAGTGTTGCAGGGGAGACTGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAACAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGA 
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGCTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCT 
GGGGAGTACGGCCGCAACGGTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGATGCAACGCGAAGAACCTTACCTAGG 
CTTGACATGCACGGAAATCCTCCAGAGATGGTGGGTCCGCAAGGGTCGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCA 
TCATGCCCCTTATGTCTAGGGCTGCAAACATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACG 


TCACGAAAGTCGGTAACGCCCGAAGCCGGTGGCCCAACCCTTGTGGAGGGAGCCGTCGAAGGCGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTCTACCTCGACTGATACCTTCGGGTTGACG 
ACGAGATCTAGATAGTGGCGGACGGGTGAGTAACACGTGATTAATCTGTCCTCAACTCTGGGATAACCTGGCGAAAGTCGGGCTAACCCCGGATAAGCTGAGAGT 
GTGGCATCACACAATCAGAAAAGGTGGTTTTGCCATCGTTTGAGGAGGAGTTCGCGGTAGATTAGCTAGCTGGTGAGGTAATGGCTCACCAGGGCAACAATCTAT 
TGCTGGTCTGAGAGGACGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGGAGGAGTGGGGAATCTTCCACAATGGGCGAAAGCCTGATGG 
AGCAACGCCGCGTGAGTGAAGACGGTCTTCGGATTGTAAAGCTCTGTCCTTAGGGAAGAACCGTGGATGTAGTTCAATGACATCCACCTGACGGTACCTGTGGAG 
GAAGCACTGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGAGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGCAGGCGGATAATCAAGTCAA 
GCGTGAAAGGTGTCGGCTTAACCGACAGACTGCGTTTGAAACTGATTATCTTGAGTGTAACAGAGGAGAGTGGAATTCCTAGTGTAGTGGTGAAATACGTAGATA 
TTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGGTTAACACTGACGCTGAGGTACGAAAGCTGGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCCAGCC 
GTAAACGCTGGATACTAGGTGTTGGAGGTTCGAATCCTTCAGTGCCGGAGTTAACGCATTAAGTATCCCGCCTGGGGAATACGATCGCAAGATTGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCGAGAATTGACATCCCGTGACCATCTATGAAAGTAGA 
GTTTGACACTTTGTGTCACACGGAGACAGGTGGTGCATGGATGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTTA 
GTTGCCAGCGAGTAATGTCGGGGACTCTAAGAAGACTGCCGGTGAAAGTCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGCCCTTTATATCTCGGGCTACAC 
ACGTGCTACAATGGTTGGTACAGAGGGGAGCAAGACCGCGAGGTGGAGCAAAACCTTTAAAACCAACCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAA 
GTTGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAATCGAGTTGGATGCACCAGAAGTCA 
TCTGCGGATGCCAAAGGTGTGTCCGGCAAGAGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTATTGGTTTTCGGACCAAGAGACCGGCGCAC 
GGGTGCGTAACGCGTATGCAATCTACCTTTTACAGAGGGATAGCCCAGAGAAATTTGGATTAATACCTCATAGCATAGCAGCTTCGCATGAAGCCACTATTAAAG 
TCACAACGGTAAAAGATGAGCATGCGTCCCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACT 
GGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGTCCTA 
TGGATTGTAAACTGCTTTTATACAGGAAGAAACAGTTCTACGTGTAGAACCTTGACGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTTTAATAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACNGCCATT 
GATACTGTTAGACTTGAATTATTAGGAAGTAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACT 
AATGGATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTGGAAGCAATTTCAG 
TGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA 
ATTCGATGATACGCGAGNAACCTTACCAAGGCTTAAATGTAGTTTGACCGATTTGGAAACAGATCTTTCGCAAGACAAATTACAAGGTGCTGCATGGTTGTCGTC 
AGCTCATGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCAAGTCGGGAACTCTAACAAGACTGCCAGTGCAAA 
CTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGCCTTGGGCTACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCACTGGGCGACCAGGA 
GCGAATCTATAAAACCGGTCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGT 
TCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTGCCTGAAGTCGGTGACCGCAAGGAGCTGCCTAGGGTAAAACTGGTAACTAGGGCTAAG 
TCGTAACAAGGTAGCCGTACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTAATACATGCA 
AGTCGAGCGAACAGATAAGGAGCTTGCTCCTTTGACGTTAGCGGCGGACGGGTGAGTAACACGTGGATAACCTACCTATAAGACTGGGATAACTTCGGGAAACCG 
GAGCTAATACCGGATAACATATTGAACCGCATGGTTCAATAGTGAAAGGCGGCTTTGCTGTCACTTATAGATGGATCCGCGCCGTATTAGCTAGTTGGTAAGGTA 
ACGGCTTACCAAGGCAACGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCT 
TCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATCAGGGAAGAACAAATGTGTAAGTAACTGTG 
CACATCTTGACGGTACCTGATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCG 
CGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCAT 
GTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGT 
ACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACA 
TCCTTTGACCGCTCTAGAGATAGAGTCTTCCCCTTCGGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTAAGCTTAGTTGCCATCATTAAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCCTTATGATTTGGGCTACACACGTGCTACAATGGACAATACAAAGGGCAGCTAAACCGCGAGGTCAASCAAATCCCATAAAGTTGTTCTCAGTTCGGATTGT 
AGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGTAGATCAGCATGCTACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACG 
AGAGTTTGTAACACCCGAAGCCGGTGGAGTAACCATTTATGGAGCTAGCCGTCGAAGGTGGGACAAATGATTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNCCTGGCTCAGAACGAACGCTATCGGTATGCTTAACACATGCAAGTCGAACGGGCTAATTGGGGCTTGCTCCAATTAGTTAGTGGCAG 
ACGGGTGAGTAACACGTGGGAATCTACCCATCAGTACGGAATAACTTTTAGAAATAAAAGCTAATACCGTATATTCTCTACGGAGGAAAGATTTATCGCTGATGG 
ATGAGCCCGCGTCAGATTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCT 
TTTAGCAAGGAAGATAATGACGTTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATTACTGG 
GCGTAAAGAGTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTTAACCTCGGAATTGCTTTCAAAACTACTAATCTAGAGTATAGTAGGGGATGAT 
GGAATTCCTAGTGTAGAGGTGAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGGGCTACAACTGACGCTGATGCACGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATATCGGAAGATTCTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCT 
GGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTACGCGAAAAACCTTACCAACC 
CTTGACATGGTGGTCGCGGATCGCAGAGATGCTTTTCTTCAGCTCGGCTGGACCACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGACGACGT 
CAAGTCATCATGGCCCTTACGGGTTGGGCTACACGCGTGCTACAATGGTGTTTACAGAGGGAAGCAAGACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAG 
TTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACTGCCCG 
TCACGCCATGGGAGTTGGTTTTACCTGAAGGTGGTAAGC TAACGCAAGAGGCAGCCAACCACGGTAAAATTAGCGACTGGGGTGAAGTCGTAANNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGAACGAACGCTATCGGTATGCTTAACACATGCAAGTCGAACGGACTAATTGGAGCTTG 
CTCCAATTAGTTAGTGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCAGTACGGAATAACTTTTAGAAATAAAAGCTAATACCGTATATTCTCTACGGAG 
GAAAGGTTTATCGCTGATGGATGAGCCCGCGTCAGATTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGAGTGAGTGATGAAGG 
CCTTAGGGTTGTAAAGCTCTTTTAGCAGGGAAGATAATGACGTTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTA 
GCGTTGTTCGGAATTACTGGGCGTAAAGAGTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTTAACCTCGGAATTGCTTTCAAAACTACTAATCT 
AGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAGGTGAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGGGCTGCAACTGACGCT 
GATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATATCGGAAGATTCTCTTTCGGTTTCGCAGCTA 
ACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGTTA 
CGCGAAAAACCTTACCAACCCTTGACATGGTGGTCGTGAATCGCAGAGATGCTTTTCTTCAGCTCGGCTGGACCACACACAGGTGTTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAAGAAAACTGCCGGTGATAAGCCG 
GAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTTGGGCTACACGCGTGCTACAATGGTGTTTACAGAGGGAAGCAAGACGGCGACGTGGAGCAA 
ATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCG 
GGCCTTGTACACACTGCCCGTCACGCCATGGGAGTTGGTTTTACCTGAAGGTGGTGAGCTAACGCAAGAGGCAGCCAACCACGGTAAAATTAGCGACTGGGGTGA 


AGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTGGCTCAGAACGAACGCTATCGGTATGCTTAACACATGCAAGTCG 
AACGGACTAATTGGGGCTTGCTCTAATTAGTTAGTGGCAGACGGGTGAGTAACACGTGGGAATCTACCCATCAGTACGGAATAACTTTTAGAAATAAAAGCTAAT 
ACCGTATATTCTCTACGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGTCAGATTAGGTAGTTGGTGAGGTAATGGCTCACCAAGCCGACGATCTGTAGCTG 
GTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAA 
TACCGAGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGCAAGGAAGATAATGACGTTACTTGCAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCG 
CGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGAGTGCGTAGGCGGTTTAGTAAGTTGGAAGTGAAAGCCCGGGGCTTAACCTCGGAATT 
GCTTTCAAAACTACTAATCTAGAGTGTAGTAGGGGATGATGGAATTCCTAGTGTAGAGGTGAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCA 
TCTGGGCTACAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGATATCGGAAGATT 
CTCTTTCGGTTTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCTCGCACAAGCGGTGGAGCA 
TGCGGTTTAATTCGATGTTACGCGAAAAACCTTACCAACCCTTGACATGGTGGTCGCGGATCGCAGAGATGCTTTTCTTCAGCTCGGCTGGACCACACACAGGTG 
TTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAAGA 
AAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGGTTGGGCTACACGCGTGCTACAATGGTGTTTACAGAGGGAAGC 
AAGACGGCGACGTGGAGCAAATCCCTAAAAGACATCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATG 
CCGCGGTGAATACGTTCTCGGGCCTTGTACACACTGCCCGTCACGCCATGGGAGTTGGTTTTACCTGAAGGTGGTGAGC TAACGCAAGAGGCAGCCAACCACGGT 
AAAATTAGCGACTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAACAC 
ATGCAAGTCGAGCGGAGATATTTAGCAATAGATATCTTAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTTATACAGGGGGATAACACAGGGAAACTTG 
TGCTAATACCGCATAACACAATTTTGTGGCATCACAGAGTTGTCAAAGGAGCAATCCGGTATAAGATGGACCCGCGTCCAATTAGCTAGTTGGTGGTGTAACGGA 
CCACCAAGGCGACGATTGGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGAACTGAGACACGGTCCAGACTCCTACGGGAAGCAGCAGTTGGGAATATTGCAC 
AATGGGGGAAACCCTGATGCAGCCACGCCGCGTTAAGGATGAAAGTTTTCGGATCGTAAACCTCTTTGATTARGGACGAATAAATGACGGTACCTCAAAAACAAG 
CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAATGTAAGTCAGATGT 
GAAACTCCGGAGCTCAACTTCGGAACTGCATCTGAAACTATGTTTCTTGAGTGMTGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAG 
GAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA 
ACGATGGATACTAGGTGTGGGAGGTATCGACCCCTTCCGTGCCGCAGTTAACACAATAAGTATCCCACCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAA 
TTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTTGACGATGGTAGAGATATCATTT 
CTTCGGGGCAAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTTGTTAGTTGCCATCA 
TTAAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAATCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAA 
TGGCTATTACAGAGGGAAGCTAAGCCGCAAGGTGGAGCAAATCCCCAAAAATAGTCCCAGTTCAGATTGTGGGCTGAAACTCGCCCACATGAAGTCGGAATTGCT 
AGTAATGGCAGGTCAGCATACTGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTCTGCAACACCCGAAGTCAGTAGTCTAACCG 
CAAGAGGACGCTGCCGAAGTGGGGCCGATGATTGGGGCGAAGTCGTAACAAGGTAGCCGTATCGGAAGGGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAGAATATAGCAATATATTCTTAGCGGCGGACGGGTGAGTAACGCGT 
GGGCAATCTGCCTCATACAGGGGGATAACACTGGGAAACTAGTGCTAATACCGCATAAAATAGTGAAGTGGCATCACTTTACTATCAAAGGAGCAATCCGGTGTG 
AGATGAGCCCGCGTCCGATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCGACGATCGGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGTTTTCGGATTGTAAACTT 
CTTTGATTGGGGACGATAATGACGGTACCCAAAAAACAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACT 
GGGTGTAAAGGGCGTGTAGGCGGGGATGCAAGTCAGATGTGAAATTCGGGGCTCAACCCCGGCGCTGCATCTGAAACTGTATCTCTTGAGTGCTGGAGAGGAAAG 
CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGG 
AGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACACAATAAGTATCCC 
ACCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACC 
AGGGCTTGACATACCATTGACGTAYCTAGAGATAGGTATTTCTTCGGGACAATGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCCTGTTGTTAGTTGCCATCATTAAGTTGGGCACTCTAGCGAGACTGCCGGTGACAAATCGGAGGAAGGTGGGGACGACGTCAA 
ATCATCATGCCCCTTATGTCCTGGGCTACACACGTACTACAATGGCTATTACAGAGGGAAGCGAAGCCGTGAGGTGGAGCAAATCTCCAAAAATAGTCCCAGTTC 
AGATTGTAGGCTGAAACTCGCCTACATGAAGTCGGAATTGCTAGTAATGGCAGGTCAGCATACTGCCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGAGAGTCTGCAACACCCGAAGTCAGTAGTCTAACTGTAAAGAGGACGCTGCCGAAGGTGGGGCCGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTA 
TCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCATGCCTTA 
CACATGCAAGTCGAACGGTAGAGGAGCAATCCTCGAGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTCGTGGGGGATAACTACTCGAAAGAGTGG 
CTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACTCGCAAGAGCCTCGCGCGATTGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAAGCTCAC 
CAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATG 
GGCGAAAGCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGCTTTTGTCAGGGAAGAAATCTTCTGGGTTAATACCTCGGGAGGATG 
ACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGC 
GGTTATATAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGTATAGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAG 
TGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAGGGTTTCTTCTCAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAG 
GTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAATC 
CTGAAGAGATTTGGGAGTGCTCGAAAGAGAGCCTGGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGGCCCTTATGGGTAGG 
GCTACACACGTCATACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACT 
GCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCCGCCA 
GAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCGGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCTTTACACGTGCAAGTCGAACGGCAGCGGGGGCTTCGGCCTGCCGGCGAGTGGCGAACGGGTGAG 
TAATGCATCGGAACGTACCCAGTCATGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTGAGGGGGAAAGCGGGGGATCGCAAGACCTCGCGTG 
ATTGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAG 
CTCTTTCAGACGGAAAGAAAACGCCTCCCCTAGTACGGGAGGTGGATGACGGTACTGTCAGAAGAAGCACCGGCTATCTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGTGTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCGCTTGTGAC 
TGCACGGCTAGAGTACGGCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCACGCCCCTGGGCCGAT 
ACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTCGTTCGGAGAGGTAACTCACTGA 
GTGACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATT 
AATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACGTGCCAGGAATCCTTGAGAGATCAGGGAGTGCCTTCGGGAGCCTGGACACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCNCAACGAGCGCAACCCTTGTCGCTAATTGNCATCATTNNGTTGGGCACTTTAGCGAGACTGCCGGTGAC 
AAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGCTGCCAAAGCGCGAGCTG 
GAGCCAATCCCTTAAAGCCGATCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAATCGCAGATCAGCATGCTGCGGTGAATAC 
GTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACCACGGTGAGATTCATGA 
CTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCTGTGTGCCTAATACATGCATGTCGAGCGAAGTTT 


TTCGGAACTTAGCGGCGAATGGGTGAGTAACACGTACTCAACGTACCTTTTAGATTGGGATAGCAAGTGGAAACATTTGATAATACCGAATATGTATATTTTTCG 
CATGAAATTTATATGAAAGAAGCCTTTAAGCTTCGCTAAAAGAGCGGGGTGCGTAACATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCAATGATGTTTAGC 
GGGGTTGAGAGACTGAACCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGAAAGTCTGATGGAGC 
GACACAGCGTGCAGGATGAAAGCCTTATGGGTTGTAAACTGCTGTGGTAAGGGAAGAAAAAATAAATGAGGAAATGCATTTATCCTGACGGTACCTTATTAGAAA 
GCGACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGTTTGTTAAGTCTGGCG 
TTAAAACTTGGGGCTCAACCCCAAAGCGCGTTGGATACTGGCATACTAGAGTTACGTAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAG 
GAAGAACACCAACATGGCGAAGGCAGCTAACTGGGCGTATACTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCT 
AAACGATGATCATTAGCTGATGGAAAATTCGTCGGCGCACGTAACGCATTAAATGATCCGCCTGAGTAGTACGTTCGCAAGAATAAAACTTAAAGGAATTGACGG 
GGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGAAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGAGATATAGTCGAGGTTA 
ACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCCTTAGTTACTAGCATTAAGTT 
GAGCACTCTAAGGAGACTGCCCGAGTAATTGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACNCGTGCTACAATGGTCGGT 
ACAAAGAGAAGCAAACTGGTGACAGGGAGCAAACCTCAAAAAACCGATCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAATC 
GTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTAATTACAAACTGCC 
TAAGGCAGGACTGGTGACTGGGGT TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCTGTGTGCCTAATACATR 
CATGTCGAGCGGAGTTCTTCGGAACTTAGCGGCKAATGGGTGAGTAACACGTACTTAACGTGCCCCCTTRATTGGGATAACGCTGAGAAATTAGCGCTAATACCG 
GATACTTAAATATCTCGCATGAGGTATTTATAAAAGGAGCCTTTAAAGCTTCACAAGGGGATCGGGGTGCGTAACATTAGCTAGTTGGTGAGGTAATGGCTCACC 
AAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCACAATGG 
GCGAAAGCCTGATGGAGCGACACAGCGTGCAGGATGAAGGCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAGTCGAGGAGGAAATGCCTTGACCTTGAC 
GGTACCTTATCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTG 
TTTGTTAAGTCTGGTGTGAAAACTTGGGGCTCAACCCCAAATTGCATTGGATACTGGCAAACTAGAATTGTGTAGAGGTTAGCGGAATTCCTTGTGAAGCGGTGG 
AATGCGTAGATATAAGGAAGAACATCAACATGGCGAAGGCAGCTAACTGGACATATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGATGATTAGCTGATGGGGAACTCATCGGCGCACGTAACGCATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAGTGAAAC 
TTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGACATCTTCTGCAAAGCTATAGA 
GATATAGTGGAGGTTAACAGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTGTCCTTAG 
TTAAACGTTCTAGGGAGACTGCCCGGGTAACCGGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAATGGATG 
GTACAAAGAGACGCAATACGGCGACGTGGAGCAAATCTCAAAAAACCATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGCTAGTAA 
TCGTAGATCACGTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAACTACGG 
AGACAACTGCCTAAGGCAGGACTGGTGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTAACGCTGGCGGCATG 
CCTAATACATGCAAGTCGATCGGATGTAGCAATACATTAGAGGCGAACGGGTGAGTAACACGTATCCAATCTGCCTTATAGTGGGGGATAACTAGTCGAAAGATT 
AGCTAATACCGCATAACAAGTTACCTATCGCATGAGAATAACTTTAAAGAAGCAACTGCTTCGCTATAAGATGAGGGTGCGGCATATCAGCTAGTTGGTGAGGGT 
AATGGCCCACCAAGGCGATGACGTGTAGTTATGCTGAGAGGTAGAATAACCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATT 
TTTCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAACGATGAAGGTCTTTTTAGATTGTAAAGTTCTTTTATTTGGGAAGAACAGTTAGTAGAGTGGAA 
AGCTACTAATTTGACTGTACCATTTGAATAAGTAACGACTAACTATGTGCCAGCAGTCGCGGTAATACATAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAA 
AACAAGCGCAGGCGGATTAGAAAGTCTGGTGTTAAAAGCAATTGCTTAACGATTGTATGCATTGGAAACTTCTAGTCTAGAGTTTGGTAGAGAGTCCTGGAACTC 
CATGTGGAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGAGGCGAAGGCGAGGACTTGGGCCAATACTGACGCTTAGGCTTGAAAGTGTGGGGAGCAAATA 
GGATTAGATACCCTAGTAGTCCACACTGTAAACGATGGATGTTAAGTGTCGGAGCGAATACTTCGGTGCTGCAGTTAACACATTAAACATCCTGCCTGAGTAGTA 
CATTCGCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTCGACGGTACACGAAAAACCTTACCTAGACTTGACA 
TCTTGGGCGAAGCTATAGAAATATAGTGGAGGTCAACCCAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTTATCGTTAGTTACTTTGTCTAACGAGACTGCCAACGTAAGTTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTAGGGCTGC 
AAACGTGCTACAATGGCCAATACAAACAGTTGCAAATCCGTAAGGTGGAGCTAATCTGTAAAGTTGGTCTCAGTTCGGATTGAGGGCTGCAATTCGCCCTCATGA 
AGTCGGAATCACTAGTAATCGCGAATCAGCCATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACTATGAGAGCTGGTAATATCTAAAAC 
CGTGTTGCTAACCGCAAGGAAGCGCATGTCTAGGGTAGGGCCGGTGATTGGAGTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
AGAGTTTGATCCTGGCTCAGGATGAACGCCGGCAGTGTGCCTAATACATGCAAGTCGTACGCACTGGCCCAACTAATTGATGGTGCTTGCTGAATTGACGATGGA 
TCACCAGTGAGTGGCGGACGGGTGAGTAACACGTAGGTAACCTGCCCCGGAGCGGGGAATAACATTTGGAAACAGATGCTAATACCGCATAACAACAAAAGCCGC 
ATGGTTTTTCTGGAAAGATGGCTTTGGCTATCACTCTGGGATGGACCTGCGGTGCATTTAGCTAGTTGGTAAGGTAACGGCTTACCCAAGGCGATGATGCATAGC 
CGAGTTGAGAGACTGATCGGCCACAATGGGAACTGAGACACGGTCCATAACTTCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCTGATGGAG 
CAACACCGCGTTATTAAGAAAGGGTTTCGGCCGCTTAAACTCTGTTGTTGGAGAAGAACGTGCGTTAGAGTAACTGTTACGCAGTGACGGTATCCAACCAGAAAG 
TCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGT 
GGAAACTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGA 
AGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAAC 
GATGAGTGCTAGGTGTTGGAGGGTTTCCGCCCTTCAGTGCCTGTTCTAACGCATTAATGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGAAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATCTTGCGCTAACCTTAGAGATAAGGCGTT 
CCCTTCGGGGACGTTAATGACAGGTGGTGCATGGTCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTACTAGTTGCC 
AGCATTAAGTTGGGGACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAGATCATCATGCCCCTTATGACCCTGGGC TACACACGTGC 
TACAATGGACGGTACAACGAGTCGCAAACTCGCGAGAGTAAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGACTGTAGGCTGCAACTCGCCTACACGAAGTCGGA 
ATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTTGTAACGCCCAAAGTTCGGTGGC 
CTAACCTTTATGGACGGGTACCCTAAGGCGGGACAGATGATCTGGGGTGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNTACTATGGAGAGTTTGATCCTGGCTCAGGATNAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGCAGCGAGGCGGAAGCTTGCTTCCGC 
TGTCGGCGACCGGCGCACGGGTGCGTAACGCGTATGTAACCTACCTTATACAGGAGGATAACCCGGAGAAATTCGGACTAATACTCCATAGGTATATTTTCGGCA 
TCGGAGATATATGAAAGATTCATCGGTATAAGATGGACATGCGTGACATTAGCTGGATGGTGAGGTAACGGCTCACCATGGCGACGATGTCTAGGGGTTCTGAGA 
GGAAGGTCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGT 
GCAGGACGACGGCTCTATGAGTTGTAAACTGCTTTTGTACGAGAATAACGGTATCTACGTGTAGGTAATTGAATGTATCGTACGAATAAGGATCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGNATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCCGGTAAGTTAGAGGTGAAATTCAGCGGCTT 
AACCGCAGAACTGCCTCTGATACTGTCGGGCTGGAGAGTAGATGCAGCAGGCGGAATGAGTAGTGTAGCGGTGAAATGCTTAGATATTACTCAGAACACCGATTG 
CGAAGGCAGCTTGCTNATCTATATCTGACGCTGATGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGATAACTCGT 
TGTCGGCGATACACAGTCGGTGACCCAGCGAAAGCGATAAGTTATCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAAAGTTAGCGACCGCCTTTGAAAGAGGGCTTCTCTTCGGAGCGCGAAACT 
AGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGGTTAAGTCCCATAACGAGCGCAACCCCTGTTCATAGTTACCAGCATGTAGTGGTGGGGACTC 
TATGAAGACTGCCGGTGTAAACCGCGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCTTACGTCCGGGNNGACACACGTGTTACAATGGCCGGTACAGAGG 
GCAGCGAAMYAGCGATRKTAAGCGAATCTCATAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTTGGATTCGCTAGTAATCGCGCATC 
AGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGGGTGCCTGAAGTACGTGACCGCAAGGAGCGTCCTAGGGC 
AAAACTGGTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCNATGGAGAGTTTGATCCTGGCTCAGGATNAACGCTAGCGGCA 
GGCTTAACACATGCAAGTCGAGGGGCAGCATCATGGATAGCAATATCTATGGTCGGCGACCGGCGCACGGGTGCGTAACGCGTATGCAACCTACCTTTAACAGGG 


GGATAACACCGAGAAATTGGTACTAATACCCCATAATATCATAGAAGGCATCTNTTATGGTTGAAAATTCCGATGGTTAGAGATGGGCATGCGTTGTATTAGCTA 
GTTGGTGGGGTAACGGCTCACCAAGGCAACGATACATAGGGGGACTGAGAGGTTAACCCCCCACACTGGTACTGAGACACGGACCNGACTCCTACGGGAGGCAGC 
AGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCTCTNTGAGTTGTAAACTNCTTTTGTACGAGGGTAAACGCAGA 
TACGTGTATCTGTCTGAAAGTATCGTACGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCNGTNATACGGAGGATTCNAGCGTTATCCGGATTTATTGGGTT 
TAAAGGGTGCGTAGGCGGTTTGATAAGTTAGAGGTGAAATTTCGGGGCTCAACCCTGAACGTGCCTCTNATACTGTTGAGCTAGAGAGTAGTTGCGGTAGGCGGA 
ATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGCAGCTTACCNAACTATATCTGACGCTGATGCNNNAAAGCGTNGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGATAACTCGTTGTCGGCGATACACAGTCGGTGACTAAGCGAAAGCGATNAGTTATCCACCTGGGG 
AGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTG 
AAAGTTAGCGACGATTCTTGAAAGAGGATTTCCTTCGGGGCGCGAAACTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGGTTAAGTCCCATA 
ACGAGCGCAACCCCTACCGTTAGTTGCCATCAGNTGAAGCTGGGCNCTCTGGCGGGACTGCCGGTGTAAGCCGAGAGGAAGGTGGGGATGACGTCAAATCAGCAC 
GGCCCNTACGTCCGGGGCTACACACGTGTTACAATGGTAGGTACAGAGGGCAGCTACCCAGCGATGGGATGCGAATCTCGAAAGCCTATCTCAGTTCGGATTGGA 
GGCTGAAACCCGCCTCCATGAAGTTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATG 
GGAGCCGGGGGTGCCTNAAGTTCGTGACCGCAAGGAGCGACC TAGGGCAAAACTGGTGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNACAGAGAAGAGTTTGATCCTGGCTCAGGATNAACGCTAGCGATAGGCTNAACACATGCAAGTCGAGGGGCAGCATGGTCTTAGCTTGCTAAGATTGATGG 
CGACCGGCGCACGGGTGCGTAACGCGTATGTAACTTGCCTGATAGAAAGGGATAACCCGGTGAAAGTCGGACTNATACCTTATGGTCTTGGGTTATTGCATGATG 
ATTCAAGTAAAGATTAATTGCTATCAGATAGGCATGCGTTCCATTAGTTGGTTGGTGAGGTAACGGCTCACCAAGGCTACGATGGATAGGGGAATGAGAGGTTTA 
TCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTNAACCAGCCACGTCGCGTGAAGGA 
AGACGGTTCTATGGATTGTAAACTNCTTTTATAGGGGATNAAGTTATCCACGTGTGGATNTTTGCAAGTACCCTATGAATAAGCATCGGCTNACTCCGTGCCAGC 
AGCCGCGGTNATACGGAGGATGCNAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGCCTGATAAGTCGGGGGTGAAAAGCTGTGGCTCAACCACA 
GTCTTGCCTTCGAAACTGTTTGGCTTGAGTATAGATGAAGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAGGAACTCCGATTGCGAAGGC 
AGCTTACTAAGTTATGACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGATGATAACTGGGCGTATGC 
GATATACAGTATGCTCCTGAGCGAAAGCGTTAAGTTATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGG 
AACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGATTGAAATTTAGCGGACTATGTATGAAAGTACATATCCTGTCACAAGGCCGCTAAGTAGGT 
GCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCACGTTGTCAGTTACTATCGGGTAAAGCCGAGGACTCTGAC 
AAGACTGCCGTCGTAAGGCGCGAGGAAGGTGTGGATGACGTCAAATCAGCACGGCCCTTACATCCGGGGCGACACACGTGTTACAATGGTGGGGACAAAGGGCAG 
CTACTTGGTGACAAGATGCGAATCTCCAAACCCCATCCCAGTTCGGATCGTAGTCTGCAACTNGACTATGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCA 
TGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGNCATGGGAGTCGGGAGTACCTAAAGCACGTAACCGCGAGGGGCGTGTCAGGGTAATAC 
CGGTGACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACAATGGAGAGTTTGATCCTGGCTCAGGATNAACGCTAGCGATAGGC 
TNAACACATGCAAGTCGAGGGGTAACATGGGAGTAGCTTGCTGCTTCTGATGACGACCGGCGGATGGGTGAGTAACGCGTATGCAACTTGCCTCTTAGTGGGGAA 
TAACCCGGAGAAATCCGGACTAATACCGCATACACTTAGTTATCCGCATGGATGATTAAGGAAAGATTTATTGCTAAGAGATAGGCATGCGTTCCATTAGTTAGT 
TGGTGAGGTAACGGCTCACCAAGGCATCGATGGATAGGGGAGCTGAGAGGCTTATCCCCCACATTGGGACTGAGACACGGCCCNAACTCCTACGGGAGGCAGCAG 
TGAGGAATATTGGTCAATGGAGGAAACTCTGAACCAGCCAAGTCGCGTGAAGGATGACTGTCCTATGGATTGTAAACTTCTTTAGTAGGCGAGTAAACGTAGGTA 
CGAGTACCTACCTGCAAGTAGCCTAAGAATAAGTATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGNATACGAGCGTTATCCGGATTTATTGGGTTTA 
AAGGGTGCGTAGGTGGCAGATTAAGTCAGTGGTGAAAAGCTGTGGCTCAACCATAGTCTTGCCGTTGAAACTNGTTTGCTTGAGTACAGTTGATGTAGGCGGAAT 
GCGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACTCCGATTGCGAAGGCAGCTTACAAAAGTGTAACTGACACTGATGCACGAAAGCGTGGGTATCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCNGTAAACTATGATTACTCAGAGTATGCGATATAATGTATGCTCTCAAGCGAAAGCATTAAGTAATCCACCTGGGGAG 
TACGTCGGCAACGATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAGGAACATGTGGTTTAATTCGATNATACGCGAGNNACCTTACCTGGGATTGAA 
ATGTATAGGACAGGGGATGGAAACATTCNNNTTCTCTTCGGAGACTTATATGTAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGC 
CATAACGAGCGCAACCCTNATCGTTAGTTACTAGCAGGTAGTGCTGAGGACTCTAGCGAGACTGCCGTCGTAAGACGAGAGGAAGGTGGGGATGACGTCAAATCA 
GCACGGCCCTTATATCCAGGGCGACACACGTGTTACAATGGTGAGGACAAAGGGTAGCTACCTGGTGACAGGATGCCAATCTCCAAACCTNATCTCAGTTCGGAT 
CGAAGTCTGCAACTCGACTTCGTGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGC 
CATGGGAGCTGGGGGTACCTGAAGTACGTGACCGCNAGGAGCGTCCGAGGGTAAGACCGGTGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAGAACGGGTTAAAGCTTGCTTTAACTGTCAG 
CTAAGTGGCGCACGGGTGAGTNATATATAGGTAACATGCCCTAGAGAGGGGGATAACAGATGGAAACGTCTGCTAACACCCNATATGCCTTTAAGACYAAAGTCT 
GCAAGGGAAACATTTATGGCTCTAGGATTGGCCTGTACGGTATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCAATGACACCTAACTGGTTTGAGAGGATGA 
TCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGAAAGTCTGATGCAGCAACGCCGCGTGGAGGA 
TGACACATTTCGGTGCGTAAACTCCTTTTATATAGGAAGATAATGACGGTACTATATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGAGCGTGTAGGCGGGTAAATAAGTTGGAAGTGAAATCCTATGGCTCAACCATAGAACTGCTTCCAAAACTGT 
TAACCTAGAATGTGGGAGAGGTAGATGGAATTTCTGGTGTAGGGGTAAAATCCGTAGATATCAGAAGGAATACCGATTGCGAAGGCGATCTACTGGAACATNATT 
GACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTNGATNCCCTGGTAGTCCACGCCCTNAACGATGTACACTAGTTGTTGTGAGGCTAGACCTTGCAGTAA 
TGCAGTTAACACATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATAGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGAAGATACACGAAGAACCTTACCTGGTCTTGACATAGTAAGAACTTTTTAGAGATAAATTGGTGTCTGCTTGCAGAAACTTACATACAGGTGCTGCACGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGTTAGTTGCTAACAGTTCGGCTGAGAACTCTAACGAGACTGCCTACGC 
AAGTAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGGGTATACAAAGAGCAGCGATACGGTGACGTG 
GAGCGAATCTCAAAAATGCCTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTGGAATCGCTAGTAATCGTAGATCAGCTATGCTACGGTGAATAC 
GTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTTSAATTCATTCGAAGCGGGGATGCTAAAATAGCTACCTTCCACAGTGGATTTAGYGACTGGGG 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGGAGAGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGCGTGCTTAACACATGC 
AAGTCGAACGAGAACGGATTATAGCTTGCTATAATTGTCAGCTAAGTGGCGCACGGGTGAGTAATGTATAGGTAATATGCCTCTTACTAAGGGATAACAATTGGA 
AACGATTGCTAATACCTTATACTCCTTGTTAACTNAAGTTAATAAGGGAAAGATTTATTGGTAAGAGATTAGCCTGTATTGTATCAGTTAGTTGGTGGGGTAATG 
GCCTACCAAGACAATGACACATAACTGGTTTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGC 
ACAATGGACGAAAGTCTGATGCAGCAACGCCGCGTGGAGGATGACACATTTCGGTGCGTAAACTCCTTTTATATGAGAAGATAATGACGGTATTATATGAATAAG 
CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCATGTAGGCGGATTGATAAGTTTGAAGT 
GAAATCCTATAGCTTAACTATAGAACTGCTTTGAAAACTGTTAATCTAGAATGTGGGAGAGGTAGATGGAATTTCTGGTGTAGGGGTAAAATCCGTAGAGATCAG 
AAGGAATACCGATTGCGAAGGCGATCTACTGGAACATTATTGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAA 
ACGATGTACACTAGTTGTTGTGAGACTTGATCTTGCAGTAATGCAGTTAACACATTAAGTGTACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAAT 
AGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATNCGAAGATACACGAAGAACCTTACCTGGACTTGACATAGTAAGAACTTTCTAGAGATAGATTGGT 
GTCTGCTTGCAGAAACTTATATACAGGTGCTGCACGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTNTTTAGTT 
GCTAACAGTTCGGCTGAGAACTCTAAACAGACTGCCTACGCAAGTAGGAGGAAGGTGAGGACGACGTCAAGTCATCATGGCCCTTACGTCCAGGGCTACACACGT 
GCTACAATGGGATATACAAAGAGCCGCAATACGGTGACGTGGAGCAAATCTTATAAAATATCTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTTG 
GAATCGCTAGTAATCGTAGATCAGCTATGCTACGGTGAATACGTTCCCGGGTCTTGTACTCACCGCCCGTCACACCATGGGAGTCGAACTCATTCGAAGCGGGGA 
TGCTAAAATAGCTACCTTCCACAGTGGATTTGGCGACTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGG 
ACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGTTTTTCTGGTGCTTGCACTAGAAAAACTTAGCGGCGAACGGGTGAGTAACACGTAAAGAACC 
TGCCTCATAGACTGGGACAACTATTGGAAACGATAGCTAATACCGGATAACAGTATTTCTCGCATGAGAGATATTTAAAAGTTGGTTATGCTAACACTATGAGAT 


GGCTTTGCGGTGCATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGTTCGTAAAGCTCTGT 
TGTTAGGGAAGAATGGATATGTAGTAACTATACATGTAAGAGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGG 
CAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTTAATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGTTAA 
ACTTGAGTGCAGGAGAGAAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTTTGGCCTGTAACTGAC 
ACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGTCTCATAAGAGATCAGTGCTGCA 
GCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCAAGTCTTGACATACTGTGAGGACACAAGAGATTGTGTTGTTCTGACCTTTGGTTAGACACAGATACAGGTGGTGCATGGTTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATATCTAGTTGCCAGCAGTAAGATGGGGACTCTAGATAGACTGCCAGTGATAA 
ACTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATAGGAACAAAGAGAAGCGAGCTCGCGAGAGTC 
AGCCAACCTCATAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACG 
TTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGACGGTGGCCTAACCTTTAAGGAGGGAGCCGGTCACGTGGGACAGATGAT 
TGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGA 
TCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAAGTTTTTCTGGTGCTTGCACCGGAAAAACTTAGCGGCGAACGGGTGAGTAAC 
ACGTAAAGAACCTGCCTCATAGACTGGGACAACTATTGGAAACGATAGCTAATACCGGATAACAGCATTAACTGCATGGTTGATGTTTAAAAGTTGGTTTTGCTA 
ACACTATGAGATGGCTTTGCGGTGCATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGATTTCGGTTC 
GTAAAGCTCTGTTGTTAGGGAAGAATGATTGTGTAGTAACTATACACAGTAGAGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTTAATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATT 
GGAAACTGTTAAACTTGAGTGCAGGAGAGAAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTTTGG 
CCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGTCTCATAAGAG 
ATCAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATACTGTGAGGACACAAGAGATTGTGTTGTTCTGACCTTTGGTTAGACACAGATACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATATCTAGTTGCCAGCAGTAAGATGGGGACTCTAGATAGAC 
TGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATAGGAACAAAGAGAAGCGAG 
CTCGCGAGAGTAAGCAAACCTCACAAAACTATTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCAGAATGTC 
GCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGACGGTGGCCTAACCTTTTAGGAGGGAGCCGGTCACGT 
GGGACAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNACACATGCAAGTCGGACGGCAGCACAGAGAAGCTTGCTTCTTGGGTGGCGAGTGGCGAACGGGTGAGTAATATATTGGAACGTACCGGAGTAATG 
GGGGATAACTTGCCGAAAGGTAAGCTAATACCGCATACGCTCTGAGGAGGAAAGCAGGGGACCTTCGGGCCTTGCGTTATTCGAGCGGCCAATATCTGATTAGCT 
AGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTCAGGGAAGAAAAGGTTG 
TGGCTAATATCCATGACTGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTAC 
TGGGCGTAAAGCGAGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTCTGAACTGGGTGACTAGAGTATGTCAGAGGGG 
GGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATACTGACGTTCATGCTCGAAAGCGTGG 
GTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGCAACTTGATTGCTTAGTAGCGTACGTAACGCGTGAAATTGAC 
CGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTAC 
CTGGTCTTGACATGTACGGAATCCTCCGGAGACGGAGGAGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCCATCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTC 
AAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAGCCGCGAGGTGGAGCCAATCTCACAAAACCGATCGTAG 
TCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGGGATACCAGAAGTAGGTAGGGTAACCGCAAGGAGCCCGCTTACCACGGTATGCTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCC 
GTAGGGGAACCTGCGGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGGTGAACGCTGGCGGCGTGCCT 
AAGACATGCAAGTCGTGCGGGCTGCGGGGTTTTACTCCGTGGTCAGCGGCGGACGGGTGAGTAACGCGTGGGTGACCTACCTGGAAGAGGGGGACAACCTGGGGA 
AACTCGGGCTAATCCCCCATGTGGTCGTGCCCTTTGGGGTGCGATTAAAGGGTGAAGAGCCCGCTTCCGGATGGGCCCGCGTCCCATCAGCTAGTTGGTGGGGTA 
ATGGCCTACCAAGGCGACGACGGGTAGCCGGTCTGAGAGGATGGCCGGCCACAGGGGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCT 
TCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCTTGGAGGAGGAAGCCCTTCGGGGTGTAAACTCCTGAACCCAGGACGAAATCCCTGATGAGGGGGATGAC 
GGTACTGGGGTAATAGCGCCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGCGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGC 
CTGGTGCGTCTGGCGTTAAAGACCGCGGCTCAACCGCGGGGGTGCGCTGGATACGGCCGGGCTAGACGGTGGGAGAGGGTGGTGGAATTCCCGGAGTAGCGGTGA 
AATGCGCAGATACCGGGAGGAACGCCGATGGCGAAGGCAGCCACCTGGTCCACCCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGG 
GTAGTCCACGCCCTAAACGATGCGCACTAGGTCTCTGGGTTATCTGGGGGCCGAAGCCAACGCGTTAAGTGCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAAC 
TCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCTAGGGAACCTGGGTGA 
AAGCCTGGGGTGCCCCGCGAGGGGAGCCTTAGCACAGGTGCTGCATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCC 
TGCCCCTAGTTACCAGCGGGTGAAGCCGGGGACTCTAGGGGGACTGCCCGCGAAAGCGGGAGGAAGGCGGGGATGACGTCTGGTCATCATGGCCCTTACGGCCTG 
GGCGACACACGTGCTACAATGCCTACTACAGAGCGATGCGACCTGGTGACAGGGAGCGAATCGCAAAAAGGTAGGCTCAGTTCGGATTGCAGTCTGCAACTCGAC 
TGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGCGGGTTCTAC 
CCGAAGTCGCCGGGAGCCTAAGGGCAGGCGCCGAGGGTAGGGCTCGTGACTGGGGCGAAGTCGTAACAAGGTAGCTGTACCGNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGGGTGAACGCTGGCGGCGTGCCTAAGACATGCAAGTCGTGCGGGCCGTGGGGTATCTCACGGTCAGCGGCGGA 
CGGGTGAGTAACGCGTGGGTGACCTACCCGGAAGAGGGGGACAACATGGGGAAACCCAGGCTAATCCCCCATGTGGACACATCCTGTGGGGTGTGTTTAAAGGGT 
TTTGCCCGCTTCCGGATGGGCCCGCGTCCCATCAGCTAGTTGGTGGGGTAAGAGCCCACCAAGGCGACGACGGGTAGCCGGTCTGAGAGGACGGCCGGCCACAGG 
GGCACTGAGACACGGGCCCCACTCCTACGGGAGGCAGCAGTTAGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCGACGCCGCTTGGAGGAGGAAGCCCTTC 
GGGGTGTAAACTCCTGAACCCGGGACGAAACCCCCGATGAGGGGACTGACGGTACCGGGGTAATAGCGCCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGCGCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCTTGGGGCGTCCCATGTGAAAGGCCACGGCTCAACCGTGGAGGAGCGTGGGATACG 
CTCAGGCTAGACGGTGGGAGAGGGTGGTGGAATTCCCGGAGTAGCGGTGAAATGCGCAGATACCGGGAGGAACGCCGATGGCGAAGGCAGCCACCTGGTCCACTC 
GTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCCCTAAACGATGCGCGCTAGGTCTCTGGGTTATCTGGGGGCCGAA 
GCTAACGCGTTAAGCGCGCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GCAACGCGAAGAACCTTACCAGGCCTTGACATGCTAGGGAACCTGGGTGAAAGCCTGGGGTGCCCCGCGAGGGGAGCCCTAGCACAGGTGCTGCATGGCCGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGCCGTTAGTTGCCAGCGGGTGAAGCCGGGCACTCTAACGGGACTGCCTGCGAAA 
GCAGGAGGAAGGCGGGGACGACGTCTGGTCATCATGGCCCTTACGGCCTGGGCGACACACGTGCTACAATGCCCACTACAGAGCGAGGCGACCTGGCAACAGGGA 
GCGAATCGCAAAAAGGTGGGCGTAGTTCGGATTGGGGTCTGCAACCCGACCCCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCCATGCCGCGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACGCCATGGGAGCGGGTTCTACCCGAAGTCGCCGGGAGCCTTAGGGCAGGCGCCGAGGGTAGGGCCCGTGACTGGGG 
CGAAGTCGTAACAAGGTAGCTGTACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGG 
CGGCGTGCCTAACACATGCAAGTCGAGCGGAGAGGGCGAGGGGGTTTACTCTGAGCCTCTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTACCCCAAGGA 


GGGGGATAACAGGTCGAAAGGCCTGCTAATACCGCATAAAGCTACTGGGGCGCATGCTTTGGTAGCCAAAGGAGCGATAGCTCCGCCTTGGGATGGGCCCGCGGC 
CCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTCTTCCCTGACG 
AAGGAAGTGACGGTAAGGGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGG 
TGCGTAGGCGGCCCCTTAAGTGAGGTGTGAAATCCCTGGGCTCAACCCAGGAACTGCACTTCAAACTGGGGGGCTAGAGTGCAGGAGAGGAAAGCGGAATTCCCG 
GTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCTGTAAACGATGGGTGCTAGGTGTGGGGGGCGTAGCCTTCCGTGCCGTAGTTAACACATTAAGCACCCCGCCTGGGGAGTACG 
GTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCC 
ACCGAACCCTGTGGAAACACGGGGGTGCCCCTTATGGGGAGCGGTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTATCGTTAGTTGCCAGCACTTCGGGGTGGGCACTCTAACGAGACTGCCAGGGTTAACCTGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGCCCTGGGCTACACACGTGCTACAATGGCCACTACAGAGAGAAGCGAACCCGCGAGGGGGAGCGAAATCTTGAAAGGTGGTCCCAGTTCGGATTG 
CAGGCTGCAACTCGCCTGCATGAAGCCGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCAT 
GAGAGCCGGCAACACCCGAAGCCAGTGGGC TAACCCGAAAGGAGGCAGCTGTCGAAGGTGGGGCTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGA 
ACCTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGT 
GCCTAACACATGCAAGTCGAGCGGTCCGGCACTCAACGTAGTTGGGTGGCGGATAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTTAAGACCGGGAT 
AGCACCTCGAAAGGGGTGCTAATACTGGATAAGCTCCTTATAGGGCATCCTATAGGGAGGAAAGGGAGGCGCAAGCTACCGCTTAAGGATGGGCCCGCGTCCCAT 
CAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGGACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATCTTGGGCAATGGGCGGAAGCCTGACCCAGCGACGCCGCGTGGGGGAGGAAGGCCTTCGGGTTGTAAACCCCGTTAGTGTGGGAAGAAGG 
GATGACGGTACCACACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAGTACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAG 
GCGGTCAATCAAGTCAGGTGTAAAAGACCCGGGCTCAACCCGGGGGTAGCATCTGAAACTGGTTGGCTAGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGC 
GGTGAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCTCTGGACTGGCCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATA 
CCCTGGTAGTCCACGCTGTAAACGATGGGTACTAGGTGTGGGGCGCGGAAGCGTTCCGTGCCGTAGCGAACGCAATAAGTACCCCGCCTGGGGAGTACGGCCGCA 
AGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAG 
TAGCGAGCCGAAAGGGGAGCGACCTTACCGGGAGGTAAGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGCCTCTAGTTGCCAGCACCTTCGGGTGGGCACTCTAGAGGGACTGCCGGCAAAAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCAT 
GCCCTATATGCCCTGGGCTACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGCCGTGAGGCGGAGCGAATCCCAAAAAGCCGGTCCAAGTTCGGATTGC 
AGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACG 
AGAGCCTGCAACACCCGAAGCCGTGACCCAACCGGGGAGGAGGGAGCCGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAG 
GTGCGGCTGGATCACCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCC 
TAACACATGCAAGTCGAGCGGTCCGACATCCAACTTGAGTTGNGAGCCGGATAGCGGCGGACGGGTGAGTAACGCGTGGGCAACCTACCCTTAAGACCGGGATAA 
CACCTCGAAAGGGGTGCTAATACTGGATAAGCTCCTTGTAGGGCATCCTATGAGGAGGGAAGGTAGCGGGAGCTACCGCTTAAGGATGGGCCCGCGTCCCATCAG 
CTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGGTCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGCGAGGAAGGCCTTCGGGTCGTAAAGCTCGATAGTGTGGGAAGAAGGGAT 
GACGGTACCACACGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCG 
GCCGTTCAAGTCAGGTGTAAAATACCCGGGCTCAACCCGGGGATAGCACTTGAAACTGGGCGGC TAGAGGGCAGGAGAGGGGAGTGGAATTCCCGGTGTAGCGGT 
GAAATGCGTAGATATCGGGAGGAATACCAGTGGCGAAGGCGACTCTCTGGACTGACCCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGGGTACTAGGTGTGGGATGCGGAAGCATTCCGTGCCGTAGTTAAGCGAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGA 
CTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCAGGTAGTAG 
CGAGCCGAAAGGTGAGCGACCTTACCTTAAAGGTGAGGAGCCTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCCTGCCTCTAGTTGCCAGCGGGTGNAGCCGGGCACTCTAGAGGGACTTCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCTATATGCCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGCAGCGATCTGGAGCGAAACCCAAAAAGCCGGTCCAAGTTCGGATTGCAG 
GCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 
AGTCTGCAACACCCGAAGCCGGTGACCCAACCNNNAAGGAAGGAGCCGTCGAAGGTGGGGCAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCNGAAGG 
TGCGGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCTGTGTG 
CCTAATACATGCATGTCGAGCGAAGTCTTCGGACTTAGCGGCGAATGGGTGAGTAACACGTACTTAACATGCCTTTCAGATTGGGATAACGCTGAGAAATTAGCG 
CTAATACCGGATACTTATATTTATCGCATGATAGATATATAAAAGGGGGGGTTTCCCTCACTGGAAGATTGGGGTGCGTAACATTAGCTAGTTGGTAAGGTAATG 
GCTTACCAAGGCGATGATGTTTAGCGGGGTTGAGAGACTGATCCGCCATACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCC 
ACAATGGGCGAAAGCCTGATGGAGCGACACAGCGTGCAGGAGGAAGGCCTTCGGGTTGTAAACTGCTGTTATAAGGGAAGAAAAAGTAGGTTAGGAAATGAACTT 
ACCTTGACGGTACCTTGTCAGAAAGCAACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCT 
GTAGGTTGTGTGTTAAGTCTGGCGTCAAAACTTGGGGCTCAACCCCAAATCGCGTTGGATACTGGCATACTAGAATTGTGTAGAGGTTAGCGGAATTCCTAGTGA 
AGCGGTGAAATGCGTAGATATTAGGAAGAACACCAACTTGGCGAAGGCAGCTAACTGGGCACATATTGACACTGAGAGACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCTGTAAACGATGATGATTAGCTAATGGAATCCATTGGCGCACGTAACGCATTAAATCATCCGCCTGAGTAGTATGCTCGCAAGAG 
TGAAACTTAAAGGAATTGACGGGGATCCGCACAAGCGGTGGAGCATGTGGTTTAATTTGAAGATACGCGTAGAACCTTACCCACTCTTGGCATCTTCCGCAAAAC 
TATAGAGATATAGTGGAGGTCAACGGAATGACAGATGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCTGCAACGAGCGCAACCCTTTT 
CCTTAGTTAGATGATCTAGGGATACTGCCGGAGTAATCCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCTCTTACGAGTGGGGCAACACACGTGCTACAA 
TGGACGGTACAAAGAGACGCAATACGGCGACGTGGAGCAAATCTCAAAAAACCGTTCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATCGC 
TAGTAATCGTAGATCAGCTACGCTACGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCTGGTAATGCCCGAAGTCGGTTTTGTTAA 
CTACGGAGACAACTGCCTAAGGCAGGACTGGTGACTGGGGTGAAGTCGTAACAAGGTATCCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGAGTGCCTAACACATGCAAGTCGAACGTGAAGGGGGCTTCGGTCCCCGGAAAGTGGCGCACGG 
GTGAGTAACGCGTGGATAATCTGCCCAGTGATCTGGGATAACATCTCGAAAGGGGTGCTAATACCGGATAAGCCCACGGAGTCCTTGGATTCTGCGGGAAAAGGG 
GGGGACCTTCGGGCCTTTTGTCACTGGATGAGTCCGCGTACCATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCTACGATGGTTAGCTGGTCTGAGAGGATG 
ATCTGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAAGCCGCGTGAGTGA 
TGAAGGCCCTCGGGTCGTAAAGCTCTGTCGGGAGGGAAGAAGTGATTGAGGGTTAATACCCCTTGGTCTTGACGGTACCTCCGAAGGAAGCACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGCGCGTGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCGGGCTC 
AACCTGGGAAGTGCATTGGAAACTGGGAGACTTGAGTACGGGAGAGGGTAGTGGAATTCCTAGTGTAGGAGTGAAATCCGTAGATATTAGGAGGAACACCGGTGG 
CGAAGGCGGCTACCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTACTAGG 
TGTTGCGGGTATTGACCCCTGCAGTGCCGCAGCTAACGCATTAAGTACTCCGCCTGGGAAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCTGGGCTTGACATCCGCGGAACCTCTATGAAAGTAGGGGGTGCCCTTCGGGGAGC 
CGCGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTCAGTTGCCATCATTAAGTTGG 
GCACTCTGAAGAAACTGCCGGTGTCAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCCGGTA 
CAAAGAGTTGCGATGCCGCGAGGTGGAGCCAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
CGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGGGAGTCGACTGGTCCCGAAGTGCGTGAGCCAACCCGCAAGGGA 
AGCAGCGCCCTAAGGAATGGTCGGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNN 


NNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACATAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGTAGCAGGA 
GAAAGCTTGCTTTCTTGCTGACGAGTGGCGAACGGGTGAGTAATGCGTCGGAACGTACCAAGTAATGGGGGATAACTACTCGAAAGAGTGGCTAATACCGCATAC 
GCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTTGCGTTATTTGAGCGGCCGACGTCTGATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGACGATCAGT 
AGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCC 
AGCAATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTTGTTAGGGAAGAAAAGCTTTTGGCTAATATCCAAGAGTGATGACGGTACCTGAAGAAT 
AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTNATACGTAGGGTGCNAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGCAGGCGGTTATTTAAGTCAGG 
TGTGAAAGCCCCGAGCTCAACTTGGGACGTGCATTTGAAACTGGATAACTAGAGTGTGTNNGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGAT 
GTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCC 
TAAACGATGACAATTAGCTGTTGGGAGATTAAAAGCTCTTGGTAGCGTAGCTAACGCGTGAAATTGTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAG 
GAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTTGACATGTACGGAATCCTCCAGAGATGGAG 
GNGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTT 
GCTACCATTCAGTTGAGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGT 
CATACAATGGTCGGTACAGAGGGTAGCCAAGCCGCGAGGTGGAGCCAATCTCATAAAGCCGATCGTAGTCCGGATCGCACTCTGCAACTCGAGTGCGTGAAGTCG 
GAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGGATACCAGAAGTAGGTAG 
GATAACCGTAAGGAGTCCGCTTACCACGGTATGCTTCATGACTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACATAA 
GAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCACAGAGAAGCTTGCTTCTTGGGTGGCGAGTGGCGAACGGG 
TGAGTAATATATCGGAACGTACCGAGTAATGGGGGATAACTAATCGAAAGATTAGCTAATACCGCATATTCTCTGAGGAGGAAAGCAGGGGACCTTCGGGCCNTG 
CGTTATTCGAGCGGCCGATATCTGATTAGTTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACT 
GAGACACGGCCNNGNCTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTNATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTG 
TAAAGGACTTTTGTCAGGGAAGAAAAGGCTGTTGCTAATATCGACAGCTGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGNNNA 
TACGTAGGGTGCNAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCGGGCTCAACCCGGNNACTGCGTTCT 
GAACTGGGTAACTAGAGTGTGTCAGAGGGAGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCTCCTGGGA 
TAACACTGACGTTCATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAATTAGCTGTTGGGCAACTTGATTGC 
TTAGTAGCGTAGCTAACGCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGG 
ATTAATTCGATGNAACGCGAAGAACCTTACCTGGTCTTGACATGTACGGAATCCTCCGGAGACGGAGGNGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGC 
TGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCRACGAGCGCAACCCTTGTCATTAGTTGCCATCATTTAGTTGGGCACTCTAATGAGACTGCCGGT 
GACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAGCCGCGAG 
GTGGAGCCAATCTCACAAAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGGGATACCAGAAGTAGGTAGGGTAACCGCAAGGAGTCCGCTTACCACGGTATGCTTCA 
TGACTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACATNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGC 
TTTACACATGCAAGTCGAACGGCAGCACGAAAGAGCTTGCTCTTTTGGTGGCGAGTGGCGAACGGGTGAGTNATGCATCGGAACGTACCGAGTAATGGGGGATAA 
CTATCCGAAAGGATNGCTAATACCGCATACGCTTTGAGAAGGAAAGTGGGGGCTCTTCGGACCTCACGTTATTCGAGCGGCCGATGTCTGATTAGCTAGTTGGTG 
GGGTNAAGGCCTACCAAGGCGACGATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCNGACTCCTACGGGAGGCAGCAGTGGGG 
NATTTTGGACAATGGGCGCAAGCCTNATCCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTTAGGGAAGAAAAGGATAGTGTTAAT 
ACCATTATCTGCTGACGGTACCTNAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGNNATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTN 
AAGCGAGCGCAGACGGTTTATTAAGCAAGATGTGAAATCCCCGAGCTYAACTTGGGAACTGCGTTTTGAACTGGTAAGCTAGAGTGTGTCAGAGGGGGGTAGAAT 
TCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATAATACTGACGTTCATGCTCGAAAGCGTGGGTAGCAAA 
CAGGATTAGATACCCTGGTAGTCCACGCCCTNAACGATGTCAATTAGCTGTTGGGCAACATGATTGCTTAGTAGCGTAGCTAACGCGTGAAATTGACCGCCTGGG 
GAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGTCTT 
GACATGTACGGAATCTTCCAGAGACGGAAGAGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTCATTAGTTGCCACCATTCAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTAGCCAAGCCGCGAGGTGGAGCCAATCTCAGAAAACCGATCGTAGTCCGGATT 
GCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCA 
TGGGAGTGGGGGATACCAGAAGTAGGTAGGCTAACCGCAAGGAGGCCGCTTACCACGGTATGTTTCATGACTGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGNCTTNAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGATGGAAGCTTGCTTCC 
AGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTACCCGGTAGTGGGGGATAACCTGGGGAAACTCAGGCTAATACCGCATACGTCCTACGGGAGAAA 
GCAGGGGATCTTCGGACCTTGCGCTATCGGATGAGCCTATGCCGGATTAGTTAGTTGGTGAGGTAACGGCTCACCAAGACCGCGATCCGTAGCTGGTCTGAGAGG 
ATGATCAGCCACACCGGGACTGAGACACGGCCCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGT 
GTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAATCCTCGGGGCCAATACCTCCGAGGGAGGANATCACCCACAGAAGAAGCACNGGCTAACT 
CNGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCGTGATCAGCCAGTTGTGAAAGCCCCGGG 
CTCAACCTGGGAACAGCATCCGGAACTGTCACGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAATACCAG 
TGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACT 
AGCCGTTGGGGTCCTTGTGACCTTTGTGGCGAAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCGTGCGAACTTGTGAGAGATCACTTGGTGCCTTCGGGAAC 
GCACAGACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTATTTGCCAGCGATTCGGTCG 
GGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCATACGAGTAGGGCTACACACGTGCTACAATGGCCGGT 
ACAAAGGGTTGCAATATCGCGAGATGTAGCTAATCCCGAAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATC 
GTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACTTCGGAGGG 
CGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGCTCCTTTTGGAGCGAGCGGCAAACG 
GGTGAGTAACGCGTGGGAATCTACCCCTCTCTACGGAATAACACAGAGAAATTTGTGCTAATACCGTATACBTCCCTTTGGAGAAAGATTTATCGGAGATGGATG 
AGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTC 
ACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCG 
TAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGGATATCTTGAGTGTGGAAGAGGTGAGTGGA 
ATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCA 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGCGGTTTACTGCTCGGTGGCGCACGTAACGCATTAAACATTCCGCCTGG 
GGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCT 
TGACATCCCGATCGCGGAGAGTGGAGACACTCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAA 
GTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTC 
GGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTA 


GGGAACCTGTGGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTGAGAATTTGATCTTGGTTCAGATTGAACGC 
TGGCGGCGTGGATGAGGCATGCAAGTCGAACGGAGCAATTGTTTCGACGATTGTTTAGTGGCGGAAGGGTTAGTAATGCATAGATAATTTGTCCTTAACTTGGGA 
ATAACGGTTGGAAACGGCCGCTAATACCGAATGTGGCGATATTTGGGCATCCGAGTAACGTTAAAGAAGGGGATCTTAGGACCTTTCGGTTAAGGGAGAGTCTAT 
GTGATATCAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCTATGACGTCTAGGCGGATTGAGAGATTGGCCGCCAACACTGGGACTGAGACACTGCCCAGACTCC 
TACGGGAGGCTGCAGTCGAGAATCTTTCGCAATGGACGGAAGTCTGACGAAGCGACGCCGCGTGTGTGATGAAGGCTCTAGGGTTGTAAAGCACTTTCGCTTGGG 
AATAAGAGAAGACGGTTAATACCCGCTGGATTTGAGCGTACCAGGTAAAGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCTAGCGTT 
AATCGGATTTATTGGGCGTAAAGGGCGTGTAGGCGGAAAGGTAAGTTAGTTGTCAAAGATCGGGGCTCAACCCCGAGTCGGCATCTAATACTATTTTTCTAGAGG 
ATAGATGGAGAAAAGGGAATTTCACGTGTAGCGGTGAAATGCGTAGATATGTGGAAGAACACCAGTGGCGAAGGCGCTTTTCTAATTTATACCTGACGCTAAGGC 
GCGAAAGCAAGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCTTGCCGTAAACGATGCATACTTGATGTGGATGGTCTCAACCCCATCCGTGTCGGAGCTAAC 
GCGTTAAGTATGCCGCCTGAGGAGTACACTCGCAAGGGTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGATGCAACG 
CGAAGGACCTTACCTGGGTTTGACATGTATATGACCGCGGCAGAAATGTCGTTTTCCGCAAGGACATATACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCG 
TGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCGTTAGTTGCCAGCACTTAGGGTGGGAACTCTAACGAGACTGCCTGGGTTAACCAGGAGGAAGG 
CGAGGATGACGTCAAGTCAGCATGGCCCTTATGCCCAGGGCGACACACGTGCTACAATGGCCAGTACAGAAGGTGGCAAGATCGCGAGATGGAGCAAATCCTCAA 
AGCTGGCCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGTCGGAATTGCTAGTAATGGCGTGTCAGCCATAACGCCGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACATCATGGGAGTTGGTTTTACCTTAAGTCGTTGACTCAACCCGCAAGGAGAGAGGCGCCCAAGGTGAGGCTGATGACTAGGATGAAGTC 
GTAACAAGGTAGCCCTACCGGAAGGTGGGGCTGGATCACCTCCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGACGAAC 
GCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTGCCCCTGTTCCCCTTCGGGGGAAGAGGTGGCAGAGTGGCGGACGGGTGAGTAACACGTGGGGAACCTAC 
CCAGCAGCGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAAGCCTTTTTTTCACCTGGAAGAAAGGGAAAAGGCGCTTTAAGCGTCACTGCTGGAGGGA 
CCCGCGGTGCATTAGCCAGTTGGTGAGGTAACGGCTCACCAAAGCAACGATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGT 
CAGCCAAGAACAGGAAGAAGAGGGAATGCTTTTTCTATGACGGTAGCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAA 
GCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGTTCGTTAAGTCTGATGTGAAAGCCCTCGGCTCAACCGAGGAGGGGCATTGGAAACTGGCGAACT 
TGAGTACAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAAATATATGGAGGAACACCGGTGGCGAAGGCGACTCTCTGGTCTGTGACTGACGCT 
GAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGCTGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAG 
TTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCGCCCTAGAGATAGGGTTTCCCCTTCGGGGGCAAAGAGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTATGGCTAGTTGCCAGCATTCAGTTGGGCACTCTAGTCAGACTGCCGGTGACAAACCGGAG 
GAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGGAGTACAACGAGCGCGCGAAGCCGCAAGGCCCAGCGAAT 
CTCTGAAAGCTTCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCACGAGAGTTCGTAACACCCGAAGTCGGTGAGGTAACCGCAAGGAGCCTACCGCCGAAGGTGGGACGAACGATTGGGGTG 
AAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTT 
AACACATGCAAGTCGAACGGTCTCTTCGGAGGCAGTGGCAGACGGGTGAGTAACGCGTGGGAATATACCTATCAGTACGGAACAACAGTTGGAAACGACTGCTAA 
TACCGTATACGCCCTTCGGGGGAAAGATTTATTGCTGATAGATTAGCCCGCGTTAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTATAGCT 
GGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCANCANTGGGAATATTGGACAATGGGCGAAAGCTGATCCAGCCAT 
GCCGCGTGTGTGATGAAGGCCTTAGGGTTGTAAAGCACTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGC 
GGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTGATCAGTTAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTG 
CCTTTAATACTGTCAGTCTAGAGATCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCA 
CTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATTGAAGCTAGCCGTCGGGCAGTAT 
ACTGTTCGGTGGCGCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATACCGATCGCGGTATCTGGAGACAGATACTTTCAGTTAGGCTGGATCGGATACAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCATTAAGTTGGGCACTCTAGAGGG 
ACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAGGTCCTCATGCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGA 
CGGCAACGTCGAGCTAATCTCCAAAAACCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCAC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTAG 
GGTCAGCGACTGGGGTGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGCACGAACGCTGGCGGC 
AGGCTTAACACATGCAAGTCGAACGGTCCTTCGGGACAGTGGCAGACGGGTGAGTAACGCGTGGGAATATACCTTTCGGTACGGAATAGCTCCGGGAAACTGGAA 
TTAATACCGTATGTCCCTATCGGGGGAAAGATTTATCGCCGAAGGATTAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCAT 
AGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCCA 
GCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAGCGAGGAGGATAATGACGTTACTCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCA 
GCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGACTGATCAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGG 
AACTGCCTTTGATACTGTCAGTCTTGAGTCCGAGAGAGGTGAGTGGAACTCCGAAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGC 
GGCTCACTGGCTCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGNNGTCCACGCCGTAAACGATGGAAGCTAGTTGTCAGG 
CAGCATGCTGTTTGGTGACGCACGTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATTTGGTGCTACATCCGGAGACGGATGGTCTCTCGGGGACGCCAGGACAGGTGC 
TGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCTCGCCCTTAGTTGCCATCACCCAGTTGGGCACTCTAGGGGGC 
TGCCTGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCGAACT 
CGCGAGAGGGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGTTGGAATCGCTAGTAATCGCGTAACAGCATGACGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCAGTGCGCTAACCGCAAGGGGGCAGCTGACCACNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACT 
CGAGCGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATACGACATCTTCCGGCATCGGAT 
GGGTGTGGAAAGTTTTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAGTGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCG 
ACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCNTGACGCAGCGACGCCGCGTGGGGG 
ATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGATGGCTTGTCGCGTCTGCCGTGAAAGCCCATGGCTTAACTATGGGTCTGCGGTGGATACG 
GGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAGTT 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGGGACTTCCACGTTCTCCG 
TGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTA 
ATTCGACGCAACGCNAAGAACCTTACCAAGGTTTGACATCACCCGGAAACGGCCAGAGATGGTCGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCCATGTTGCCAGCAGCGCCTTCGGGTGGCTGGGGACTCATGGGAGACTGCCG 
GGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGGTTGCGATACCGTG 
AGNTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCACTTGTGGGGGGAGCGGTCGAAGGTGGG 
GCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAA 


CGCTGGCGGCGTGCTTAACGCGTGCAAGTCGAGCGGAAAGGCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTCGCTCTGGGA 
TAACTCCGGGAAACCGGGGCTAATACCGGATACGACCACTTTAGGCATCTTCGGTGGTGGAAAGTTTTTCGGCGAGGGATGAGCCCGCGGCCTATCAGCTTGTTG 
GTGGGGTAATGGCCTACCAAGGCAGTGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACG 
GTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTACGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGC 
TTGTCACGTCGACTGTGAAAACCCGGGGCTCAACTCCGGGCCTGCAGTCGATACGGGCTGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGA 
AATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTNGGGAGCGAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGTTGGCGCTAGGTGTGGACCCTATCCACGGGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGNCGCAAGGC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGGGGAGCATGCGGCTTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGAAAACT 
CGTAGAGATACGGGGTCTTCGGGGCGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGT 
TCCATGTTGCCAGCACTTCGGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGC 
TGCACGCATGCTACAATGGCCGGTACAGAGGGCTGCGAAACCGTAAGGTCGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCC 
GTGAAGTCGGAGTCGCTAGTAAGCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCG 
AAGCCCGTGGCCCAACTCTTCGGAGAGGGAGCGGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGTCCTGGCTCAGGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAGCGGACTT 
GAAGAGAAGCTTGCTTCTCTGATGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCTCAAGTTTGGGACAACTACCGGAAACGGTAGCTAATACCG 
AATAATTGTTTTCTTCGCCTGAAGNNAACTGGAAAGACGGAGCAATCTGTCACTTGGGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCA 
AGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGG 
CGAAAGCCTGACGGAGCAATGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGCTTGGGAGAGTAACTGCTCTCAAGGTGAC 
GGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGG 
TCATTTAAGTCTGGTGTTTAATCCCGGGGCTCAACCCCGGATCGCACTGGAAACTGGGTGACTTGAGTGCAGAANAGGAGAGTGGAATTCCACGTGTAGCGGTGA 
AATGCGTANATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGA 
CTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGATCG 
ATGCAGAGATGTATCTTTCCTTCGGGACATACGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTATATTTAGTTGCCAGCACTTCGGGTGGGCACTCTAGATAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACC 
TGGGCTACACACGTACTACAATGGCCGGTACAACGGGCTGCGAAATCGCGAGATGGAGCCAATCCCAACAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTC 
GCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTATAAC 
ACCCGAAGTCGGTGGGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGAGAAGAGCTTGCTCTTCGAT 
TCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGAGAAAGCAGGG 
GACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGGATGATC 
AGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTTAAG 
AAGGTCTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAGCGAATACCTTGCTGTTTTGACGTTACCGACAGAATAAGCACCGGCTAACTCTGTGC 
CAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTGGGTGGTTTGTTAAGTTGGATGTGAAAGCCCCGGGCTCAAC 
CTGGGAACTGCATCCAAAACTGGCAAGCTAGAGTACGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAAAGCGTAGATATAGGAAGGAACACCAGTGGCGA 
AGGCGACCACCTGGACCGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGT 
TGGAATCCTTGAGATTTTAGTGGCGCAGCTAACGCATTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAA 
GCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAC 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTACCAGCACGTTATGGTGGGCAC 
TCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACATACGTGCTACAATGGTCGGTACAGA 
GGGTTGCCAAGCCGCGAGGTGGAGCTAATCTCACAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAA 
TCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGG 
TTACCACGGTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGATTAACGCTGGCGGCATGCCTAATACATCCAAATCGAACGAAGCCTTTTAGGCTTAGTGGT 
GAACGGGTGAGTAACACGTATCCAATCTACCCTTAAGTTGGGGATAACTAGTCGAAAGATTAGCTAATACCGAATAATAACATTTGATCGCATGATTAAATGTAG 
AAAGTCGCGTTTGCGACGCTTTTGGATGAGGGTGCGACGTATCAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAATGACGCGTAGCTGTACTGAGAGGTAGAA 
CAGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTTATGAAGCAATGCCGCGTGAATGAT 
GAAGGTCTTATAGATTGTAAAATTCTTTTATTTGGGAAGAAATGTTAAGATAGGAAATGATTTTAACTTGACTGTACCATTTGAATAAGTATCGGCTAACTATGT 
GCCAGCAGCCGCGGTAATACATAGGATGCAAGCGTTATCCGGATTTACTGGGCGTAAAACGAGCGCAGGCGGGTTTGTAAGTTTGGTATGAAATCTAGATGCTCA 
ACGTCTAGCTGTATCAAAAACTGTAAACCTAGAATGTAGTAGGGAGTTGGGGAACTCCATGTGGAGCGGTAAAATGCGTAGATATATGGAAGAACACCGGTGGCG 
AAGGCGCCAACTTAGACTATCCACTGACGCTTAGGCTCGAAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACCGTAAACGATGATCATTAAA 
TGTCGGCCCGGATGGGTCGGTGTTGTAGCTAACGCATTAAATGATCTGCCTGGGTAGTACATTCCCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACA 
AGTGGTGGAGCATGTTGCTTAATTTGACAATACACGTAGAACCTTACCTAGGTTTGACATCTATTGCAATGTTATAGAAATATAACGGAGGTTAACAATATGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCGTTAGTTAATTTTTTACCGATACTGCTTCTCA 
AAGTAGAGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATATCTAGGGCTGCAAACGTGCTACAATGGTTAATACAAAGTGTCGCGACTTCGTAAGAAGAA 
GCCAATCACATAAAGTTAGTCTCAGTTCGGATTGAGGGCTGCAATTCGCCCTTATGAAGTTGGAATCACTAGTAATCGCGAATCAGACATGTCGCGGGGATTACG 
TCCTCGGGTCTTGTACACACCGCCCGCCAAACTATGGGAGCTGGTAATATCTAAAACCGTATTTTTAACCGTAAGGAGGAGTACGTCTAGGGTAGGATCGGGGAT 
TGGAGTAAAGTCGTAACAAGGTATCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGATTAACGC 
TGGCGGCATGCCTAATACATGCAAATCGAACGAAGCCTTTTTGGCTTAGTGGTGAACGGGTGAGTAACACGTATCCAATCTACCCTTAAGTTTGGGATAACTAGT 
CGAAAGATTAGCTAATACCGGATAATAACATTTACTTGCATGAGTGAATGTAGAAAGTTGCGTTTGCAACGCTTTTGGATGAGGGTGCGACGTATCAGATAGTTG 
GTGAGGTAACGGCTCACCAAGTCATTGACGCGTAGCTGTACTGAGAGGTAGAACAGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTA 
GGGAATTTTTCACAATGGGCGAAAGCCTTATGAAGCAATGCCGCGTGAACGATGAAGGTCTATAAGATTGTAAAGTTCTTTTATTTGGGAAGAACCACTAAAATA 
GGAAATGATTTTAGTTTGACTGTACCATTTGAATAAGTATCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGATGCAAGCGTTATCCGGATTTACTGGG 
CGTAAAACGAGCGCAGGCGGATTTGTAAGTTTGGTATGAAATCTAGATGCTTAACGTCTAGCTGTATCAAAAACTACGAATCTAGAGTGTAGCAGAGAGTTGGGG 
AACTCCATGTGGAGCGGTAAAATGCGTAGATATATGGAAGAACACCGGTGGCGAAGGCGCCAACTTGGACTATTCCCTGACGCTTAGGCTCGAAAGTGTGGGGAG 
CAAATAGGATTAGATACCCTAGTAGTCCACACCGTAAACGATCATCATTAAATGTCGGCTCGCTTATGAGTCGGTGTTGTAGCTAACGCATTAAATGATGTGCCT 
GGGTAGTACATTCGCAAGAATGAAACTCAAACGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTTGCTTAATTTGACAATACACGTAGAACCTTACCTAG 
GTTTGACATCTATTGCAATGCTATAGAAATATAGCGGAGGTTAACAATATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCCTTTCGCTAGTTAATTTATCTATCGATACTGCTACCGCAAGGTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATATCT 
AGGGCTGCAAACGTGCTACAATGGTTAATACAAACAGTTGCAATACCGTAAGGTGGAGCGAATCTGATAAAGTTAGTCTCAGTTCGGATAGAGGGCTGCAATTCG 
CCCTCTTGAAGTTGGAATCACTAGTAATCGCGAATCAGACATGTCGCGGGGATTACGTCCTCGGGTCTGGTACACACCGCCCGCCAAACTATGGGAGCCGGTAAT 
ATCTGAAACCGTACTGTTAACCTTTGGGGGGGAATACGTCTAGGGTAGGATTGGGGACTGGAGTAAAGTCGTAACAAGGTATCCCNNNNNNNNNNNNNNNNNNNN 


NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTTGATCCTGGCTCAGGATTAACGCTGGCGGCATGCCTAATACATGCAAATCGAACGAAGCCTTTTAGGCTT 
AGTGGTGAACGGGTGAGTAACACGTATCCAATCTACCCTTAAGTTGGGGATAACTAGTCGAAAGATTAGCTAATACCGAATAATAACATAACTATCGCATGATAG 
ATATGTAGAAAGTCGCGTTTGCGACGCTTTTGGATGAGGGTGCGACGTATCAGATAGTTGGTGAGGTAACGGCTCACCAAGTCAATGACGCGTAGCTGTACTGAG 
AGGTAGAACAGCCACAATGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTTATGAAGCAATGCCGCG 
TGAACGATGAAGGTCTAAGAGATTGTAAAGTTCTTTTATTTGGGAAGAAACGTTTAAATAGGAAATGATTTAAATTTGACTGTACCATTTGAATAAGTATCGGCT 
AACTATGTGCCAGCAGCCGCGGTAATACATAGGATGCAAGCGTTATCCGGATTTACTGGGCGTAAAACGAGCGCAGGCGGGTCTGCAAGTTTGGTATGAAATCTA 
GATGCTCAACGTCTAGCTGTATCAAAAACTGCAAACCTAGAGTGTAGTAGGGAATTGGGGAACTCCATGTGGAGCGGTAAAATGCGTAGATATATGGAAGAACAC 
CGGTGGCGAAGGCGCCCACTTGGACTATACACTGACGCTTAGGCTCGAAAAGTGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACACCGTAAACGATCA 
TCATTAAATGTCGACCCGGATGGGTCGGTGTTGTAGCTAACGCATTAAATGATGTGCCTGGGTAGTACATTCGCTAGAATGAAACTCAAACGGAATTGACGGGGA 
CCCGCACAAGTGGTGGAGCATGTTGCTTAATTTGCCGATACACGTAGAACCGTACCTAGGTTTGACATCTACTGCAAAGCTATAGAAATATAGTGGAGGTTAACA 
ATATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTTTCGTTAGTTAATTTTCTAATCGATAC 
TGCTACCGCAAGGTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATATCTAGGGCTGCAAACGTGCTACAATGGTTATTACAAACTGTTGCCAAAC 
CGTAAGGTGAAGCGAATCAGATAAAGATAGTCTCAGTTCGGATTGAGGGCTGCAATTCGCCCTCATGAAGTTGGAATCACTAGTAATCGCGAATCAGAAATGTCG 
CGGGGATTACGTCCTCGGGTCTGGTACACACCGCCCGCCAAACTATGGGAGCTAGTAATATCTAAAACCGTGCTGTAAACCGTTCGGGGAGGAATACGTCTAGGG 
TAGGATTGGGGATTGGAGTAAAGTCGTAACAAGGTATCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGG 
CAGGCTTAACACATGCAAGTCGAGCGGGCGTAGCAATACGTCAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACACAGGGAAAC 
TTGTGCTAATACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGATCGGCCCGCGTCTGATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGA 
TCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCT 
GATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCCCCGGCTAACTTCGTG 
CCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTCTTTAAGTCAGGGGTGAAATCCTGGAGCTCAA 
CTCCAGAACTGCCTTTGATACTGAAGATCTTGAGTTCGGGAGAGGTGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCG 
AAGGCGGCTCACTGGCCCGATACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCG 
TTGGTGGGTTTACTCACCAGTGGCGCACTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCCCTTGACATGTTTGGGACCGGTCGCAGAGATGTGACCTTCTCTTCGGAGCCCGAAA 
GACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACCATTTAGTTGAGCACT 
CTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGT 
GGGAAGCTAAGGGGCAACCCTTCGCAAATCTCAAAAAGCCGTCTCAGTTCGGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATCGCTAGTAATCGTGGAT 
CAGCACGCCACGGTGAATACGTTCCCGGGCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCT 
AACACATGCAAGTCGAGCGGCAGCGGGAGAAAGCGTGCTTTCTTGCCGGCGAGCGGCGGACGGGTGAGTAATGTCTGGGGATCTGCNCGATGGCGGGGGATAACC 
ACTGGAAACGGTGGCTAATACCGCATAATCTCTGTGGAGCAAAGTGGGGGACCTTCGGGCCTCATGCCATCGGATGAACCCAGATGGGATTAGCTAGTAGGTGGG 
GTAAAGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGCGNNANCCTGAATAAG 
GTTGGCGTTTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAG 
CGCACGCAGGCGGTCAATTAAGTTAGATGTGAAATCCCCGGGCTTAACCTGGGAACGGCATCTAAGACTGGTTGGCTAGAGTCTCGTAGAGGGGGGTAGAATTCC 
ACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAG 
GATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGGCCTAGAGCTGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAG 
TACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGAC 
ATCCACGGAATTTTGCAGAGATGCGAAAGTGCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTATCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCAT 
GGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCAGATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGACCTCATAAAGTCTGTCGTAGTCCGGATTGG 
AGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 
GGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACTTCGGGAGGGCGCTTACCACTTTGTGATTCATGACTGGGGTGAAGTCGTAACAAGGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCAGTGCGTCTTAAGCATGCAAGTCAAACGGGATGTAGCAATACATCTAGTGGCGAACGGGTGAGTA 
ACGCGTGGATGATCTACCTACGAGATGGGGATAACTACTAGAAATAGTAGCTAATACCGAATAAAGTCAATTAATTTGTTGATTGATGAAAGGAAGCCTTTAAAG 
CTTCGCTTGTAGATGAGTCTGCGTCTTATTAGCTAGTTGGTGGGGTAAATGCCTACCAAGGCGATGATAAGTAACCGGCCTGAGAGGGTGAACGGTCACACTGGA 
ACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACACTGCGTGAATGAAGAAGGTCGAAAGA 
TTGTAAAATTCTTTTATAAATGAGGAATAAGCTTTGTAGGAAATGACAAAGTGATGACGTTAATTTATGAATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGG 
TAATACGTAAGGGGCGAGCGTTGTTCGGGATTATTGGGCGTAAAGGGTGAGTAGGCGGATATATAAGTCTATGCATAAAATACCACAGCTCAACTGTGGAGCTAT 
GTTGGAAACTATATGTCTAGAGTCTGATAGAGGAAGTTAGAATTCCTGGTGTAAGGGTGGAATCTGTTGATATCAGGAAGAATACCGGAGGCGAAGGCGAACTTC 
TGGGTCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCTGTAAACGATGCACACTTGGTGTTAACTAAAAGT 
TAGTACCGAAGCTAACGTGTTAAGTGTGCCGCCTGGGGAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT 
TTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATATATAGGATATAGTTAGAGATAATTATTCCCCGTTTGGGGTCTATATACAGGTGCTGCATGGT 
TGTCGTCAGCTCGTGCTGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTATCTGTTACCAGCATGTAATGGTGGGGACTCAGATAAGACTGCCG 
GTGATAAGTCGGAGGAAGGTGAGGATGACGTCAAATCATCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCTGTACAAAGCGAAGCGAAACAGTG 
ATGTGAAGCAAAACGCATAAAGCAGGTCTCAGTCCGGATTGAAGTCTGAAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGTATATCAGAATGATACGGTG 
AATACGTTCTCGGGCCTTGTACACACCGCCCGTCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCAGTGCGTCTTAAG 
CATGCAAGTCAAACGGGATGTAGTAATACATTCAGTGGCGAACGGGTGAGTAACGCGTGGATGATCTACCTATGAGATGGGGATAACTATTAGAAATAGTAGCTA 
ATACCGAATAAGGTCAATTAATTTGTTAATTGATGAAAGGAAGCCTTAAAGCTTCGCTTGTAGATGAGTCTGCGTCTTATTAGTTAGTTGGTGGGGTAAATGCCT 
ACCAAGGCGATGATAAGTAACCGGCCTGAGAGGGTGAACGGTCACACTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAA 
TGGGCGAAAGCCTGACGGAGCGACACTGCGTGAATGAAGAAGGTCGAAAGATTGTAAAATTCTTTTATAAATGAGGAATAAGCTTTGTAGGAAATGACAAGGTGA 
TGACGTTAATTTATGTATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAAGGGGCGAGCGTTGTTCGGGATTATTGGGCGTAAAGGGTGAGTAG 
GCGGATGTATAAGTCTATGCATAAAATACCACGGCTCAACTGTGGAGCTATGTTGGAAACTATATGTCTAGAGTCTGATAGAGGAAGTTAGAATTCCTGGTGTAA 
GGGTGGAATCTGTTGATATCAGGAAGAATACCGGAGGCGAAGGCGAACTTCTGGGTCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCTACGCTGTAAACGATGCACACTTGGTGTTAACTAAAAGTTAGTACCGAAGCTAACGTGTTAAGTGTGCCGCCTGGGGAGTATGCTCGCAAGAG 
TGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATATATAGGATATA 
GTTAGAGATAATTATTCCCCGTTTGGGGCCTATATACAGGTGCTGCATGGTTGTCGTCAGCTCGTGCTGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTTATCTGTTACCAGCATGTAATGGTGGGGACTCAGATAAGACTGCCGGTGATAAGTCGGAGGAAGGTGAGGATGACGTCAAATCATCATGGCCCTTATGTC 
CTGGGCTACACACGTGCTACAATGGCCTGTACAAAGCGAAGCGAAACAGTGATGTGAAGCAAAACGCATAAAGCAGGTCTCAGTCCGGATTGAAGTCTGAAACTC 
GACTTCATGAAGTTGGAATCGCTAGTAATCGTATATCAGAATGATACGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGGTACTCGAGCGGCGAAC 
GGGTGAGTAACACGTGAGTAACCTGCCCCATGCTTTGGGATAACCCTCGGAAACGGGGGCTAATACCGAATATTCACTACAGGTCGCATGGTTTGTGGTGGAAAG 
TTTTTCGGCGTGGGATGGGCTCGCGCCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCTGATGCAGCGACGCCGCGTGAGCGATGACGGCCTTCGG 


GTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCGCCGGCCAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGC 
GTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGACTGTGAAAACCCGCGGCTCAACTGCGGGCTTGCAGCCGATACGGGCAGGCTAG 
AGTTCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGA 
GGAGCGAAAGCGTGCGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTAGGTGTGGGAACCTCTCCGGTTCTCTGTGCCGCAGCT 
AACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTCACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCA 
ACGCGAAGAACCTTACCTGGGTTTGACATCACCGGAAATCTCACAGAGATGTGGGGTCTTCGGGGTCGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCG 
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCGATGTTGCCAGCGCGTTATGGCGGGGACTCATCGAAGACTGCCGGGGTCAACTCGGAGGAAG 
GTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCAA 
AAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCT 
TGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTGGGACGA 
AGTCGTAACAAGGTAGTCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATTCACGGAGAGTTTGATCCTG 
GCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGC 
CCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACTGACCCTCGCAGGCATCTGCGAGGTTCGAAAGCTCCGGCGGTGCAGGATGAGCCCGCG 
GCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGA 
AGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAA 
AGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCT 
TGACATACACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCA 
AGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCAAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGT 
TCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTA 
GCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATTCACGGAGAGTTTGA 
TCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCGCTTTCGGGCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGC 
AATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACTGTCCATCGCATGGTGGATGGTGTAAAGCTCCGGCGGTGCAGGATGAG 
CCCGCGGCCTATCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAG 
ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAG 
CAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGG 
GCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATC 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGA 
GCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCC 
GCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACC 
AAGGCTTGACATACACCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACG 
ACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGT 
CTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACAC 
CGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAAC 
AAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATTCACGGAGA 
GTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCTCCTTCGGGAGGGGATTAGTGGCGAACGGGTGAGTAACAC 
GTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGAGCCTCCAAGGCATCTTGGAGGTTGGAAAGCTCCGGCGGTGAAG 
GATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACG 
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTC 
TTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAAT 
TATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGG 
GAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCG 
TGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAG 
TGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAAC 
CTTACCAAGGCTTGACATACACCGGAAAGCATTAGAGATAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTG 
GGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAA 
GCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGT 
ACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGT 
CGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATTCA 
CGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTA 
ACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACGCGCTCGGGCATCCGATGTGCGTGGAAAGCTCCGGCGG 
TGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAA 
ACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCC 
GGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGACTAGAGTGTGG 
TAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGA 
AAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCA 
TTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGA 
AGAACCTTACCAAGGCTTGACATACGCCGGAAACACCCAGAGATGGGTGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGG 
AAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAGCTGCGAAGCCGTGAGGCGGAGCGAATCT 
CAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCAGTGCTGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGA 
CGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
CATTCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGG 
TGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACAACCACTAGGGGCATCTCTTGGTGGTGGAAAGCTC 


CGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCG 
TTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGACTAGA 
GTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAG 
GAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCT 
AACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGGCCAGAGATGGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAGCTGCGAAGCCGTGAGGCGGAGC 
GAATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCAGTGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGA 
TTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNCATTCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCG 
AACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATCACTCCTGCCTGCATGGGCGGGGGTCGAA 
AGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCT 
TCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGC 
AAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCAGG 
CTAGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACG 
CTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCG 
CAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCG 
ACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGGCCAGAGATGGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGTGCCCTTCGGGGTGACGGGGACTCACAGGAGACCGCCGGGGT 
CAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAAAGAGCTGCGAAACCGTGAGGT 
GGAGCGAATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACT 
GGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNCATTCACGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGATTAG 
TGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGACACTCTCGGGCATCCGATGAGT 
GTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCG 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGA 
CGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA 
GGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTCTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACG 
GGCAGACTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTA 
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCG 
GTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTT 
AATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACGGCCAGAGATGGTCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCG 
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAGCTGCGAAGCCG 
TGAGGCGGAGCGAATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCGTAAGGGAGGGAGCTGTCGAAGGTG 
GGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAACCTTTGGAGCTTGCTCAATANGGTTTAGCGGCGGACGGGTGAGTA 
ACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAATACCGAATAGTTTTTTGCCCCTCCTGGGNGAAACGGAAAGACGGTTTCGGC 
TGTCACTGCAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGATGCGTANCCGACCTGAGAGGGTGATCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGTTTTCGGA 
TCGTAAAACTCTGTTGTGAGGGAAGAACAAGTACCAAGTAACTACTGGTACCTTGACGGTACCTCACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGT 
AATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCAT 
TGGAAACTGGGGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTG 
GTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCG 
CCCCTTAGTGCTGCANNTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT 
GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGCCTTAGAGATAAGGCTTTCTCTTCGGGGACAGCGGTGACAGGTGGTG 
CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACT 
GCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAAAGGGCAGCCAACC 
CGCGAGGGGGAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCAC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCCTTGTGGAGCCAGCCGCCGAAGGTG 
GGACAGATGATTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAGGACGAACGCTGGCGGCG 
TGCCTAATACATGCAAGTCGAACGANAGCGACCGGTGCTTGCACTGGTCAATCTAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCATCANAGGGGGAT 
AACATCCGGAAACGGATGCTAAAACCGCATAGGTCTTCGAACCGCATGGTTTGAAGAGGAAAAGAGGCGCAAGCTTCTGCTGATGGATGGACCCGCGGTGCATTA 
GCTAGTTGGTGAGGTACGGCTCACCAAGGCCGTGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGC 
AGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTNACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGT 
GCTAGAGTAACTGTTAGCGCCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTT 
ATTGGGCGTAAAGCGAGCGCAGGCGNTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGG 
AGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGT 
GGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGTTAANGCATTAAGCA 
CTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCAAGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTTATTACTAGTTGCCAGCATTCGGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGAC 
GTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTGCTACAATGGATGGTACAACGAGCAGCGAACTNGCGAGGGTAAGCGAATCTCTTAAAGCCATTCT 
CAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGC 
CCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCAGTGCGTCTTAAGCATGCAAGTCAGACGGAATGTAGTAATACATT 
CAGTGGCGAACGGGTGAGTAACGCGTGGATAATCTACCTACGAGATGGGGATAACTATTAGAAATAGTAGCTAATACCGAATAAAGTCAATTAAGATGTTAGTTG 


ATGAAAGGAAGCCTTTAAAGCTTCGCTTGTAGATGAGTCTGCGTCTTATTAGCTAGTTGGTGGGATAAGAGCCTACCAAGGCTATGATAAGTAACCGGCCTGAGA 
GGGTGATCGGTCACACTGGAACTGAGATACGGTCCAGACTCCTACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACACTGCGT 
GAACGAAGAAGGTCGAAAGATTGTAAAGTTCTTTTATAAGTGAGGAGTAAGCTTTGTAGGAAATGACAAAGCGATGACGTTAATTTATGAATAAGCCCCGGCTAA 
TTACGTGCCAGCAGCCGCGGTAATACGTAAGGGGCGAGCGTTGTTCGGGATCATTGGGCGTAAAGGGTGAGTAGGCGGATATGCAAGTCTATGTGTAAAATACCA 
CAGCTCAACTGTGGAACTATGCTGGAAACTGCATGACTAGAGTCTGATAGGGGAAGTTAGAATTCCTGGTGTAAGGGTGGAATCTGTTGATATCAGGAAGAATAC 
CAGAGGCGAAGGCGAACTTCTAGGTCAAGACTGACGCTGAGTCACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCTGTAAACGATGCAC 
ACTTGGTGTTAATCGAAAGGTTAGTACCGAAGCTAACGTGTTAAGTGTGCCGCCTGGGGAGTATGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTGACATATACAGGATATAGTTAGAGATAACTATTCCCCGTTTGGGGTC 
TGTATACAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTGTCTGTTACCAGCATGTAAAGATG 
GGGACTCAGACGAGACTGCCGGTGATAAGCCGGAGGAAGGTGAGGATGACGTCAAATCATCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCTGT 
ACAAAGCGATGCGAAACAGTGATGTGAAGCAAAACGCAGAAAGCAGGTCTCAGTCCAGATTGAAGTCTGAAACTCGGCTTCATGAAGTTGGAATCGCTAGTAATC 
GTATATCAGAATGATACGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAATTAATGCTGAGCTTGCTTAGCATTAATTAGTGGCAAACGGGTGAGTAACACGTGGGAATC 
TGCCCATCAGTACGGAATAACATTTAGAAATAAGTGCTAATACCGTATGCCCTCTACAAGGAGGAAAGATTTATCGCTGATGGATGAGCCCGCGGCAGATTAGGT 
AGTTGGTAAGGTAATGGCTTACCAAGCCTGTGATCTGTAGCTGGTCTGAGAGGACGAACAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGGGGCAG 
CAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTAGTAGGGATGATAATGACA 
GTACCTACAGAAAAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGT 
TTAATAAGTTAGGAGTGAAATCCCGGGGCTTAACCCTGGAACTGCTTCTAAAACTGTTAGGCTAGAGTATGGTAGAGGATGATGGAATTTCTAGTGTAGAGGTAA 
AATTCTTAGATATTAGAAGGAACACCAGTGGCGAAAGCTGTCATCTGGGCCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG 
GTAGTCCACGCTGTAAACGATGAGTGCTAGATATTGGGGGATTTTTCTTTCAGTTTCGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGATT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGCGGTTTAATTCGATGATCCGCGAAAAACCTTACCAACTCTTGACATGGTAGTCGCGAAA 
AATGGAGACATTTTTCTTCAGTTTGGCTGGACTACACACAGGTGTTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTATTCTTATTTGCCAGCGGGTAATGCCGGGAACTATAGGAAAACTGCCGGTGCTAAGCCGGAGGAAGGTGGGGATGAGGTCAAGTCATCATGGCCCTTATG 
AGTTGGGCTACACGCGTGCTACAATGGTACCTACAGAGTGATGCGATACGGTGACGTGGAGCTAATCATTAAAAGGTATCTCAGTTCGGATTGCACTCTGCAACT 
CGAGTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCTCGGGCCTTGTACACACTGCCCGTCGCACCATGGGAGTCAGTGG 
TACCTGAAGTTGGTGAGCTAACGTAAGAGGCAGCTAACCACGGTAGAACTGGTGACTGGGGTAAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGCGCCCTTCGGGGTGAACGGCGGA 
CGGGTGAGTAACGCGTGGGAACGTGCCCTTTGCTACGGAATAGTCCTGGGAAACTGGGGGTAATACCGTATACGCCCTATTGGGGAAAGATTTATCGGCGAAGGA 
TCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCTCACCAAGCCGACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGC 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTT 
TCAACTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGG 
CGTAAAGCGCACGTAGGCGGACCTGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTCAAAACTACGGGTCTGGAGTTCGAGAGAGGTGAGTG 
GAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACDAGTGGCGAAGGCGGCTNACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCT 
GGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCNCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACC 
CTTGACATCGCAGGACCGCCCGAGAGATCGGGTTTTCTCGTAAGAGACCTGTGGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAG 
TCCGGCAACGAGCGCAACCCACGTCCCTAGTTGCCAGCATTCAGTTGGGCACTCTATGGAAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTC 
CTCATGGCCCTTACGGGTTGGGC TACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCC 
CATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTCTACCCG 
ACGGCCGTGCGCCAACCCGCAAGGGGGCAGCGGACCACGGTAGGCTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGATCTTCGGATCTAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTCTCTAC 
GGAATAGCCTCGGGAAACTGGGAGTAATACCGTATACGCCCCTTGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAAT 
GGCCTACCAAGCCTACGATCCATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTA 
GACAATGGGGGCAACCCTGATCTAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAA 
GCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACCAGAAAGTTGGGGG 
TGAAATCCCGGGGCTCAACCTCGGAACTGCCTTCAAAACTATTGGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTC 
GGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGATGAATGCCAGTCGTCGGGCAGCATGCTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCGCAGGACAGCCGGAGAGATTCGGTCTT 
CTCGTAAGAGACCTGTGGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACTTCCAGTTGCCA 
TCATTTGGTTGGGCACTCTGGAAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTA 
CAATGGTGGTGACAGTGGGTTAATCCCCAAAAGCCATCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCA 
TGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGGCCGTGCGCTAACCAGCAATGGGGGCAGCGGAC 
CACGGTAGGATCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCAGGCTTAACACATG 
CAAGTCGAGCGGGCACCTTCGGGTGTCAGCGGCAGACGGGTGAGTAACACGTGGGAACGTGCCCTTCGGTTCGGAATAACTCAGGGAAACTTGAGCTAATACCGG 
ATACGCCCTTTTGGGGAAAGGTTTACTGCCGAAGGATCGGCCCGCGTCTGATTAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCTGGTCTG 
AGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCGTGATCCAGCCATGCCG 
CGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTGTCCGGGACGATAATGACGGTACCGGAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTA 
ATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCGATTAAGTCGGGGGTGAAAGCCTGTGGCTCAACCACAGAATTGCCTT 
CGATACTGGTTGGCTTGAGACCGGAAGAGGACAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTGTCTGG 
TCCGGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGTCTGCTTGCAG 
GTCAGTGGCGCCGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGCAGAACCTTACCATCCCTTGACATGGCATGTTACCTCGAGAGATCGGGGATCCTCTTCGGAGGCGTGCACACAGGTGCTGCATGG 
CTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCCTTAGTTGCCATCATTCAGTTGGGCACTCTAGGGAGACTGCCGG 
TGATAAGCCGCGAGGAAGGTGTGGATGCAGTCAAGTCCTCATGGCCCTTACGGGATGGGC TACACACGTGCTACAATGGCGGTGACAGTGGGACGCGAAACCGCG 
AGGTTGAGCAAATCCCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGCGGAATCGCTAGTAATCGTGGATCAGCACGCCACGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTCTTACCCGACGGCGCTGCGCCAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCA 
GCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAACGCA 
CTCTTCGGAGTGAGTGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCAGTGGTACGGGATAACCCGAGGAAACTCGAGCTAATACCGTATACGCCCTTCGGGG 
GAAAGATTTATTGCCATTGGATGAGCCCGCGTCGGATTAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCAACGATCCGTAGCTGGTCTGAGAGGATGATCAGCC 
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGG 
CCCTAGGGTTGTAAAGCTCTTTCAGCGGGGAAGATAATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTA 
GCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATTGTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTCTGATACTGGCAATCT 


CGAGTCCGGAAGAGGTTGGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGAGGCGAAGGCGGCCAACTGGTCCGAGACTGACGCT 
GAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATGCTAGCCGTTGGTGGGTATACTCATCAGTGGCGCAGCT 
AACGCATTAAGCATCCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 
ACGCGCAGAACCTTACCAGCTCTTGACATCCCGATCGCGGTTACCGGAGACGGTATCCTTCAGCTAGGCTGGATCGGTGACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGA 
GAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGC TACACACGTGCTACAATGGCGGTGACAGTGGGAAAATCCCCAAAAACCGTCTCAGT 
TCGGATTGTCCTCTGCAACTCGGGGGCATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CACACCATGGGAGTTGGTTCTACCCGAAGACGGTGCGCTAACCCGCAAGGGAGGCAGCCGGCCACGGTAGGGTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGTAGCAATATTGTCAGTGGCGGACGGGT 
GAGTAACGCGTAGGAATCTATCCTTGGATGGGGGACAACCGTGGGAAACTACGGCTAATACCGCATAATGCCTGAGGGCCAAAGACGTAAGTCGTCTGGGGAGGA 
GCCTGCGTCTGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCA 
AACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGTTTTCGGATTGTAAAGCCCTTTTG 
GCGGGGACGATGATGACGGTACCCGCAGAATAAGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGT 
AAAGGGCGCGTAGGCGGCTTACATAGTTAGGCGTGAAATTCCTGGGCTCAACCTGGGGACTGCGTCTAATACATGTAGGCTTGAGTGTGAAAGAGGGTCGTGGAA 
TTTCCAGTGTAGAGGTGAAATTCGTAGATATTGGAAAGAACACCGGTGGCGAAGGCGGCGACCTGGTTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGGTGCTTAGCACTTCAGTGTCGTAGCTAACGCGGTAAGCACACCGCCTGG 
GGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGATT 
TGACATGGAAGAGACGTGCCCAGAGATGGGTATTCCCGCAAGGGCTCTTTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCAGCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTC 
CTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAAGCAGCGATGCTGAGCTGATCCTGAAAAGCCGTCTCAGTTCGGA 
TTGCACTCTGCAACTCGGGTGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGATTTGGTTTGACCTTAAGTTGATGCGCTAACCGCAAGGAGGCAGTCAACCACGGTCGGGTCAGAGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGGGCAACCTGTCAGTGGCGGACGGGTGAGTAACGC 
GTAGGAATCTATCCTTGGGTGGGGGACAACCGTGGGAAACTACGGCTAATACCGCATGATCCCTGAGGGGCAAAGGCGAAAGTCGCCTAAGGAGGAGCCTGCGTC 
TGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTGCGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGGATGAAGAAGGTCTTCGGATTGTAAAGTCCTTTTGGCGGGGACG 
ATGATGACGGTACCCGCAGAATAAGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGC 
GTAGGCGGACGGCACAGTCAGGCGTGAAATTCCTGGGCTCAACCTGGGGACTGCGTCTGAGACGTGTTGTCTTGAGTATGGAAGAGGGTTGTGGAATTTCCAGTG 
TAGAGGTGAAATTCGTAGATATTGGAAAGAACACCGGTGGCGAAGGCGGCAACCTGGTCCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTA 
GATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGGTGCTTAGCACTTCAGTGTCGTAGCTAACGCGGTAAGCACACCGCCTGGGGAGTACGG 
CCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGATTTGACATGGG 
GAGTACCGGTCCAGAGATGGACTTTCCCGCAAGGGGCTCCCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGA 
GCGCAACCCTCGGCTTCAGTTGCCAGCATGTTTGGGTGGGCACTCTGAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCC 
CTTATGTCCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGTGGTGACACCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCT 
GCAACTCGAGTGCATGAAGGTGGAATCGCTAGTAATCGCGGAGCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGATT 
TGGTTTGACCTTAAGTTGGTGCGCTAACCCGCAAGGGAGGCAGCCAACCACGGTCGGGTCAGAGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCGCGGTCAGCAATGGCAGCGGCGGACGGGTGAGTAACACGTAGGAATCTA 
TCCCAGGGTGGGGGACAACAGCGGGAAACTGCTGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCGAGTCGCCTTGGGAGGAGCCTGCGTCTGATTAGCTTG 
TTGGTGGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCA 
GTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTTGGCAGGGACGATGATGACGGT 
ACCTGCAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCAT 
GTACAGTCAGAAGTGAAATTCCTGGGCTCAACCTGGGGACTGCTTCTGATACGTGCAAGCTAGAGTGAGGAAGAGGGTTGTGGAATTTCCAGTGTAGAGGTGAAA 
TTCGTAGATATTGGAAAGAACACCGGTGGCGAAGGCGGCAACCTGGTCCTTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 
AGTCCACGCTGTAAACGATGTGTGCTGGATGTTGGGGAACTTAGTTTCTCAGTGTCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTG 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGATTTGACATGGGGAGGACCGGTA 
CAGAGATGTACTTTTCCCGCAAGGGACCTTCCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGCCTTTAGTTGCCATCATTTAGTTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTG 
GGCTACACACGTGCTACAATGGTGGTGACAGTGGGAAGCTAGGTAGTGATACCGTGCTGATCTCTAAAAGCCATCTCAGTTCAGATTGTACTCTGCAACTCGAGT 
ACATGAAGGTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGATTTGGTTTGACCT 
TAAGTAGGTGCGCTAACCGCAAGGAGGTAGCCTACCACGGTCGGGTCAGAGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNAGCGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGGGCAACCTGTCAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCTTGGGT 
GGGGGACAACCGTGGGAAACTACGGCTAATACCGCATGATCCCTGAGGGGCAAAGGCGAAAGTCGCCTGAGGAGGAGCCTGCGTCTGATTAGGTAGTTGGTGGGG 
TAAAGGCCTACCAAGCCTGCGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAAT 
ATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGGATGAAGAAGGTCTTCGGATTGTAAAGTCCTTTTGGCGGGGACGATGATGACGGTACCCGCAGA 
ATAAGCTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGACGGCACAGTCA 
GGCGTGAAATTCCTGGGCTCAACCTGGGGACTGCGTCTGAGACGTGTTGTCTTGAGTATGGAAGAGGGTTGTGGAATTTCCAGTGTAGAGGTGAAATTCGTAGAT 
ATTGGAAAGAACACCGGTGGCGAAGGCGGCAACCTGGTCCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGC 
TGTAAACGATGTGTGCTGGATGTTGGGGTGCTTAGCACTTCAGTGTCGTAGCTAACGCGGTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAA 
GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGATTTGACATGGGGAGTACCGGTCCAGAGATGG 
ACTTTCCCGCAAGGGGCTCCCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTCAGT 
TGCCAGCATGTTTGGGTGGGCACTCTGAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACA 
CGTGCTACAATGGCGGTGACAGTGGGAAGCCAGGTGGTGACACCGAGCTGATCTCAAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGG 
TGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGATTTGGTTTGACCTTAAGTTGGT 
GCGCTAACCCGCAAGGGAGGCAGCCAACCACGGTCGGGTCAGAGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAG 
CGAACGCTGGCGGCATGCTTAACACATGCAAGTCGCACGGGCAGTAGCAATATTGTCAGTGGCGGACGGGTGAGTAACGCGTAGGAATCTATCCTTGGATGGGGG 
ACAACCGTGGGAAACTACGGCTAATACCGCATAATGCCTGAGGGCCAAAGACGTAAGTCGTCTGGGGAGGAGCCTGCGTCTGATTAGGTAGTTGGTGGGGTAAAG 
GCCTACCAAGCCTGCGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGG 
ACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGTTTTCGGATTGTAAAGCCCTTTTGGCGGGGACGATGATGACGGTACCCGCAGAATAAG 
CTCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCTTACATAGTTAGGCGT 
GAAATTCCTGGGCTCAACCTGGGGACTGCGTCTAATACATGTAGGCTTGAGTGTGAAAGAGGGTCGTGGAATTTCCAGTGTAGAGGTGAAATTCGTAGATATTGG 
AAAGAACACCGGTGGCGAAGGCGGCGACCTGGTTCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAA 
ACGATGTGTGCTGGATGTTGGGGTGCTTAGCACTTCAGTGTCGTAGCTAACGCGGTAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGATTTGACATGGAAGAGACGTGCCCAGAGATGGGTATT 


CCCGCAAGGGCTCTTTGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCA 
GCACGTTTGGGTGGGCACTCTAGAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGC 
TACAATGGCGGTGACAGTGGGAAGCCAAGCAGCGATGCTGAGCTGATCCTGAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGTGGAA 
TCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGATTTGGTTTGACCTTAAGTTGATGCGCT 
AACCGCAAGGAGGCAGTCAACCACGGTCGGGTCAGAGAC TGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGC 
TGGCGGCATGCTTAACACATGCAAGTCGCACGGTCAGCAATGGCAGTGGCGGACGGGTGAGTAACACGTAGGAATCTATCCAGAGGTGGGGGACAACAGCGGGAA 
ACTGCTGCTAATACCGCATGATACCTGAGGGTCAAAGGCGCAAGTCGCCTTTGGAGGAGCCTGCGTCTGATTAGCTTGTTGGTGGGGTAAAGGCTTACCAAGGCN 
ACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAA 
GCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTTGGCAGGGACGATGATGACGGTACCTGCAGAATAAGCCCCGGCTAACTT 
CGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCATGTACAGTCAGAAGTGAAATTCCTGGGC 
TCAACCTGGGGACTGCTTTTGATACGTGCAAGCTTGAGTGAGGAAGAGGGTTGTGGAATTTCCAGTGTAGAGGTGAAATTCGTAGATATTGGAAAGAACACCGGT 
GGCGAAGGCGGCAACCTGGTCCTTTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTGTGCTG 
GATGTTGGGAAACTTAGTTTTCAGTGTCGTAGCTAACGCGATAAGCACACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGGATTTGACATGGGGAGGCTTGGTACAGAGATGTATCTTTCCCGCAAGGGACC 
TTCCGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTTTAGTTGCCCTCNTTTAGTTGG 
GCACTCTAAAGGAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCTGGGCTACACACGTGCTACAATGGTGGTGA 
CAGTGGGAAGCTAGGCGGTGACGCCGTGCTGATCTCTAAAAGCCATCTCAGTTCGGATTGTACTCTGCAACTCGAGTACATGAAGGTGGAATCGCTAGTAATCGT 
GGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGATTTGGTTTGACCTTAAGCAGGTGCGCTAACCGCAAGGAGGC 
AGCCTACCACGGTCGGGTCAGAGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATT 
GAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACAGAAAGTAGCTTGCTACTTTGCTGTCGAGCGGCGGACGGGTGAGTAATGCCTAGGGAACTGC 
CCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGCGATTGGATGTACCTAGGTG 
GGATTAGCTACTTGGTAAGGTAATGGCTTACCAAGGCGACGATCCCTACCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTAC 
GGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGG 
AAAGGTAGGTAGTTAATAACTGCTTACTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAAT 
CGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTTGAACTGGCAAACTAGAGTCTT 
GTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAATTTGGTGTCTTGAACACTGGGTTCCCAAGCTAACGCAT 
TAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAA 
GAACCTTACCTACTCTTGACATCCATAGAACTCGCTAGAGATAGCTTGGTGCCTTCGGGAACTATGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGA 
AATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTG 
GGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTCGGTACAGAGGGTCGCAACGCCGCGAGGTCAAGCTAATCCCACAAA 
GCCGGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCCTTCGGGGAGGGCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCG 
TAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGTAGGCTT 
AACACATGCAAGTCGAGCGGAAACGAAGAATAGCTTGCTATTCTGGCGTCGAGCGGCGGACGGGTGAGTAATGCTTGGGAATCTGCCTAGTCGAGGGGGACAACA 
GTTGGAAACGACTGCTAATACCGCATACGACCTACGGGTGAAAGGGGGCCTCTTCTTGAAAGCTCTCGCGACTAGATGAGCCCAAGTGGGATTAGCTTGTTGGTG 
AGGTAAGAGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGGGAAACCCTGATGCAGCCATACCGCGTGTATGAAGAAGGCCTTAGGGTTGTAAAGTACTTTCAGCGAGGAGGAAAGGTAGTAGATTAAT 
ACTCTGCTACTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGACAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA 
AAGCGCATGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTTCTTGAGAGGGTGGTAGAAT 
TTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGCAAGTAACTGACGCTCAGATGCGAAAGCGTGGGTAGCAAA 
CGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTCGGAGTTTGGTTCCTTGAGAACTGGGCTCTTAAGCTAACGCATTAAGTAGACCGCCTGGG 
GAGTACGGCCGCAAGGTTAAAGCTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTT 
GACATCCATAGAACTTTTTAGAGATGAATTGGTGCCTTCGGGAACTATGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCA 
TCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCTGCAAACCAGCAATGGTAAGCGAATCCCATAAAGTGCGTCGTAGTCCGGA 
TTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGGCTGCACCAGAAGTCATTAGCTTAACCTTCGGGAGGGCGATGACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAACCNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAACCCTTCGGGGTTAGCGGC 
GGACGGGTGAGTAACGCGTGGGAACGTGCCCTTCTCTGCGGAATAGGCTCGGGAAACTGGGTTTAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGGAGAA 
GGATCGGCCCGCGTTAGATTAGGTAGTTGGTGGGGTAATGGCCTACCAAGCCTACGATCTATAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGAGGAATCTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGCGATGAAGGCCTTAGGGTTGTAAAGCT 
CTTTCAGTCGTGAAGATAATGACGGTAGCGACAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACT 
GGGCGTAAAGCGCGCGTAGGCGGACTATTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGTAGTCTAGAGTTCGAGAGAGGTGA 
GTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGCAAGCATGCTTGTCGGTGACACACCTAACGGATTAAGCATTCCG 
CCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
ACCCTTGACATCCTGATCGCGGTTTTCCGAGAGGAATTCCTTCAGTTCGGCTGGATCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTC 
GGTTAAGTCCGGCAACGAGCGCAACCCACACTCTTAGTTGCCAGCAATCAGTTGGGCACTCTAGGAGAACTGCCGATGATAAGTCGGAGGAAGGTGTGGATGACG 
TCAAGTCCTCATGGCCCTTACGGGTTGGGC TACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCTAAAAGCTGTCTCAGTTCGGATTGTTCTCTGCAAC 
TCGAGAGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGT 
TTACCCGAAGACGGTGCGCCAACCCTTACGGGGGGCAGCTGGCCACGGTAAGCTCAGCGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGGACTTCGGTCCTAGCGGCGGACGGGTGAGTAACCCGTGGGAACGTGCCC 
TTCTGTGCGGAATAGCCTCGGGAAACTGAGGGTAATACCGCATACGCCCTTTGGGGGAAAGATTTATCGCAGAAGGATCGGCCCGCGTCTGATTAGGTAGTTGGT 
GGGGTAATGGCCTACCAAGCCTACGATCAGTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGAG 
GAATCTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAACGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGTCGTGAAGATAATGACGGTAGCGA 
CAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACTATTAA 
GTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGATACTGGCAGTCTAGAGGTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGT 
AGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAATGCCAGACGTCGGCAGGCATGCCTGTCGGTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTC 
AAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATGTGTATCGCGGTTCCAGAGA 
TGGTTCCTTCAGTTCGGCTGGATACAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACACTC 
TTAGTTGCCAGCATTCAGTTGGGCACTCTAGGAGAACTGCCGGTGATAAGCCGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTAC 


ACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAAGCTGTCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTCGGAATCGCTAGTAATCG 
CGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGACGGTGCGCCAACCTTTCGAGGA 
GGCAGCTGGCCACGGTAAGCTCAGCGAC TGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGCGAACGCTGNCGGCATG 
CCTAACACATGCAAGTCGAACGGAAAGTGGGGCAACTCACTTTCAGTGGCAAACGGGTGAGTAACGCGTGAATAACCTGCCTTTGAGAAGGGGATAACTGTCCGA 
AAGGATAGCTAATACCCTATAATGTCCTTTGTCACTAAGACAAAGGATGAAAGCGAGGCTGTTAAAGGCTTCGGCTCAAAGAGGGGTTCGCGTCCTATCAGGTAG 
TTGGTGGGGTAATGGCCTACCAAGCCAATGACGGGTAGCTGGTCTTAGAGGATGATCAGCCACAGTGGGACTGAGACACGGCCCGCACCCCTACGGGGGGCAGCA 
GTGGGGAATCGTGGGCAATGGACGAAAGTCTGACCCCGCAATGCCGCGTGAGGGAAGAANNCCTTCGGGGTGTAAACCTCTGTCAGATGGGAAGATGGGACCAAG 
GGCTAATACCTCTTGGTCTTGACGGTACCATCAGAGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGATGTTACT 
GGGCGTAAAGCGTCCGTAGCTGGTTTCGTAAGCGGATTGTCAAAACCCGAAGCTCAACTTCGGCAAGGCATTCCGAACTGCGTTACTTGAGTCCTGTTCAGGTAG 
GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGACGGTACTGACGGTCATGGACGAAAGCTGGGG 
GAGCAAACCGGATTAGATACCCGGGTAGTCCCAGCTGTAAACGATGGATGTTAGGTGTAGTGATAACTTCGCTGCACCCCAGCTAACGCGTTAAACATCCCGCCT 
GGGGAGTACGGGCGCAAGCCTGAAACTCAAAGGAATTGGCGGGGGCCCGCACAACCGGTGGAGCGTCTGGTTTAATTCGATGCTAACCGAAAAACCTTACCAGGG 
TTTGAAATGGTAGGAAAGGCTGTCGAAAGATAGCCGTGTTTCCCTTTTGGGAGAAATCCTACCACAGGTGGTGCATGGCCGTCGTCAGCTCGTGTTGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTATTTGCTTCCTCTTATGAGGTGCTCTATAAGGAGACTGCCGGCGACAAGCCGGAGGAAGGAGGGGGCG 
ACGTCAGGTCAGTATGCCCTTTATGCTCTGGGC TACACAGGCGCTACAGTGGCAAGGACAATGAGTNGCAAGAGCGCGACTCAGAGCTAATCTCACAAACCTTGT 
CGTGGTGCGAATTGAAGGTTGAAACTCACCTTCATGAAGCCGGAATCGGTAGTAATGGCGTATCAGCTATGTCGCCGTGAATACGTTCCCGGGCCTTGCACACAC 
CGCCCGTCACGCCACGGAAGCTGGTGTTTTCGGAAGTCCTCGAGCTAACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACG 
AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCATAGAAGGGAGCTTGCTCCCTNAAGTGAGCGGCGGATGGGTGAGTAACACGTGGGTAACCTGCCTGT 
CAGATCGGGATAACTGTGGGAAACCGCAGCTAATACCGGATAATCCTTCGCACCGCATGGTGCGGAGTTGAAAGATGGTTTCGGCCATCACTGACAGATGGGCCC 
GCGGTGCATTAGTTAGTTGGCGGGGTAACGGCCCACCAAGACAGCGATGCATAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACT 
CCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGCTGG 
AGAAGAACGAGTGCGAGAGGAAATGCTCGTACTGTGACGGTATCCAGCCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCG 
TTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTTCTTAAGTCTGATGTGAAATCTTGCGGCTCAACCGCAAACGGTCATTGGAAACTGGGAAGCTTGA 
GTGCAGAAGAGGAGAGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAG 
GCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGGGTCCAACCCCTTAGTGCTGAAGTTAA 
CACATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAAC 
GCGAAGAACCTTACCAGGTCTTGACATCCTCTGACAAGCCTAGAGATAGGCCGTTCCCCTTCGGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGT 
GTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGA 
AGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGGTGGTACAAAGGGCAGCGAAACCGCGAGGTCGAGCTAATCCC 
ATAAAGCCACCCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATCCGTTCCCGGGCC 
TTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGCGAGAACCTTTATGGACTCAGCCGCCGAAGGTGGGACAAATGATTGGGGTGAA 
GTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACG 
GATGGGAGCTTGCTCACACGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAA 
TGCTTTTCCTCGCATGAGGAAAAGCTGAAAGATGGCATCTCGCTATCACTTACAGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGC 
GACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAA 
AGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAACTCTGTTGTCAGGGAAGAACAAGTACCGGAGTAACTGCCGGTACCTTGACGGTA 
CCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCC 
TTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGAAGAGTGGAATTCCACGTGTAGCGGTGAAAT 
GCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTTTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTG 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTCCTGACAACCCT 
AGAGATAGGGCGTTCCCCTTCGGGGGACAGGATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
TTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTG 
GGCTACACACGTGCTACAATGGATGGTACAAAGGGCTGCAAGACCGCGAGGTTAAGCGAATCCCATAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCC 
TGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACC 
CGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGTAACAGGCCGCAAGGTGCTGACGAGTGGCGAACGGGTGAGTAATG 
CATCGGAACGTGCCCAGTAGTGGGGGATAGCCCGGCGAAAGCCGGATTAATACCGCATACGACCTACGGGTGAAAGCGGGGGACCGAAAGGCCTCGCGCTATTGG 
AGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCTACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGCT 
TTTGTCAGGGAAGAAATCTTCTGGGTTAATACCTCGGGAGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGG 
TGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGCA 
TAGCTTGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTG 
ACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGAGGGTTTCTTCTCAGTAACG 
TAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCG 
ACGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGCATCCTGCAGAGATGTGGGAGTGCTCGAAAGAGAACCTGGACACAGGTGCTGCATGGCCGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGTAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAG 
GAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTATGGGTAGGGCTACACACGTCATACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATC 
CCAGAAAACCGGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTTGCCGCGGTGAATACGTTCCCGGG 
TCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCACGGGAGCAA 
TCCTGGTGGCGAGTGGCGAACGGGTAAGTAATATATCGGAACGTGCCCAGTCGTGGGGGATAACGCAGCGAAAGCTGTGCTAATACCGCATACGATCCATGGATG 
AAAGCGGGGGATCGCAAGACCTCGCGCGATTGGAGCGGCCGATATCAGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCTGTAGCTGGTCTGAG 
AGGACGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCG 
TGCAGGATGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACGGAGCGAAAAGGCTTCTCCTAATACGAGGGGCTCATGACGGTACCGTAAGAATAAGCACCGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACAGATGTGAAATCCCC 
GGGCTCAACCTGGGACCTGCATCTGTGACTGCAAGGCTAGAGTACGGTAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACAC 
CGATGGCGAAGGCAATCCCCTGGACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCA 
ACTGGCTGTTGGGTCTCTACTGACTCAGTAACGNAACTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGAC 
CCGCACAAGCGGTGGATGATGTGGTCTAATTCGATGCAACGCGAAAACCCTTACCCACCTCTGACATGTACGGAACCCTNTAGAGATAGAGGGGTGCTCGAAAGA 
GAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACATTTAGT 
TGGGCACTCTAATGAGACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATAGGTGGGGCTACACACGTCATACAATGGCTG 
GTACAAAGGGTTGCCAACCCGCGAGGGGGAGCTAATCCCATAAAGCCAGTCGTAGTCCGGATCGTAGTCTGCAACTCGACTACGTGAAGTCGGAATCGCTAGTAA 


TCGTGGATCAGAATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTGCCAGAAGTAGTTAGCTTAACCGCAAGG 
AGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATG 
CCTTACACATGCAAGTCGAACGGTAACGCGNGGGAAACCNTGGCGACGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCTGAAGTGGGGGATAACGTAG 
CGAAAGTTACGCTAATACCGCATATTCTGTGAGCAGGAAAGCAGGGGATCTTAGGACCTTGCGCTTTGGGAGCGGCCGATGTCGGATTAGCTAGTTGGTGAGGTA 
AAAGCTCACCAAGGCGACGATCCGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTT 
TGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGGCGGGGAAGAAATGGCACTGGCTAATACCTG 
GTGTCGATGACGGTACCCGAAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
TGCGCAGGCGGTTGTGTAAGACAGACGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTTGTGACTGCACAGCTAGAGTTTGGCAGAGGGGGGTGGAATTCCAC 
GTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGGTGTTGGTGGGGTTAAACCCATTAGTGCCGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGT 
ACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACA 
TGTCAGGAATCCTTGAGAGATTAGGGAGTGCCCGAAAGGGAACCTGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTGTCATTAATTGCCATCATTCAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCAT 
GGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTCCAGAGGGTTGCCAACCCGCGAGGGGGAGCCAATCCCGCAAAGCCGATCGTAGTCCGGATTGC 
AGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATG 
GGAGCGGGTTCTGCCAGAAGTAGTTAGCCTAACCGCAAGGAGGGCGATTACCACGGCAGGGTTCGTGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGTTAGTGGCGCACGGGTGCGTAACGCGTGGGA 
ATCTGCCCTTTGCTTCGGAATAACAGTTAGAAATGACTGCTAATACCGGATGATGACTTCGGTCCAAAGATTTATCGGCAAAGGATGAGCCCGCGTAGGATTAGG 
TAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTTTTACCAGGGATGATAATGAC 
AGTACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGG 
TTACTCAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCTTTGAAACTAGGTGACTGGAATCTTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTG 
AAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGGCACTCGCTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACTTGGTGTTTGGGTGGCGCACGTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGA 
TTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATCCCGCGCTATA 
TCGAGAGATCGATAGTTCCTTTCGGGGACGCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGTCCTTAGTTGCCAGCATTAAGTTGGGCACTCTAAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGACCTTACAGGC 
TGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCAAGCACGCGAGTGTGAGCTAATCTCCAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGA 
GAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTCAC 
TCGAAGGCGTTGAGCTAACCCGCAAGGGAGGCAGGCGACCACAGTGGGTTTAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACTTGAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGT 
CGAGCGCCTCGCAAGAGCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAACAACTCCGGGAAACTGGAGCTAATACCGTATACGTCTTCGG 
GAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAG 
CCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAA 
GGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGACGGTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGC 
TAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGATTGTTAAGTTAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTAATACTGGCAAT 
CTCGAGTCCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGGTACTGACG 
CTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAGCTAGCCGTCGGCAAGTTTACTTGTCGGTGGCGCAC 
GTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGCAGAACCTTACCAGCCCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATACCTTCAGTTCGGCTGGACCGGTGACAGGTGCTGCATGGCTGTCGTCA 
GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCC 
GAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGACCGCGAGGTCGAGC 
TAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCC 
CGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGG 
GTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGC 
TGGCGGCAGGCTTAACACATGCAAGTCGAACGAAGGCTTCGGCCNTTAGTGGCGCACGGGTGAGTAACACGTGGGAATATACCTCTCGGTGGGGAATAACGTCGG 
GAAACTGACGCTAATACCGCATACGCCCTTAGGGGGAAAGATTTATCGCCGAGAGATTAGCCCGCGTCCGATTAGCTAGTTGGTGAGGTAAAAGCTCACCAAGGC 
GACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCA 
AGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACT 
TCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCGATCCAAGTCAGAAGTGAAAGCCCTGGG 
CTCAACCCGGGAACTGCTTTTGATACTGGGTTGCTAGAATCACGGAGAGGGTAGGGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAG 
TNGCGAAGGCGCCTACCTGGCCGTCGATTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCT 
AGATGTTGGGGTGCATGCACCTCAGTGTCGAACGTAACGCGATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCG 
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATGGGGGATACCGGCCAGAGAGATTTGGCCTTCAGTTCGGCTG 
ATCCGNCCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCATCTTCAGTTGCCATCATTTAGTT 
GGGCACTCTGAAGAAACTGCCGGTGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGT 
GACAGTGGGCAGCCAACTCGCGAGAGTGAGCTAATCCCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATC 
GTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCTTTACCCGAAGCCGGTGCGCTAACCGCAAGGAG 
GCAGCCGACCACGGTAAGGTCAGCGAC TGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTGGCGGCAGGCCTAACACA 
TGCAAGTCGAGCGCACCCTTCGGGGGTGAGCGGCGGACGGGTGAGTAACACGTGGGAACCTGCTCAGGGCTCTGGGATAACTGCTGGAAACGGCAGCTAATACCG 
GATACGCCGTATTGGGAAAGAAATTCGGCCTTGGATGGGCCCGCGTTGGATTAGCTAGATGGTGGGGTAACGGCCTACCATGGCGACGATCCATAGCTGGTTTGA 
GAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGCCGC 
GTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCAGGGAAGATAATGACTGTACCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAA 
TACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATCGGTCAGTTGGGGGTGAAAGCCCGGGGCTCAACCTCGGAACTGCCCTC 
AAAACTACCGATCTAGAGTTCGGGAGAGGTAAGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGA 
CCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTGCTAGATGTCGGGGCTCTTAGAGT 
TTCGGTGTCGCAGTTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCTCTTGACATCCCGGGTCGACTTCCAGAGATGGATTTTTTCTCTTCGGTGACCCGGTGACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTTGGTTGGGGACTCTAAGGGAACTGCC 
GGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAGAGGGCAGCGAGCCTGC 
GAGGGTGAGCGAATCTCTAAAAGCCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCATGC 
TTTACACATGCAAGTCGAACGGTAACAGGTCCTTCGGATGCTGACGAGTGGCGAACGGGTGAGTAATGTATCGGAACGTGCCCAGTAGTGGGGGATAACTACTCG 


AAAGAGTGGCTAATACCGCATGAGAACTGAGGTTGAAAGCGGGGGACCTTTGGGCCTCGCGCTACTGGAGCGGCCGATATCAGATTAGGTAGTTGGTGGGGTAAA 
GGCCTACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTG 
GACAATGGACGCAAGTCTGATCCAGCAATGCCGCGTGCAGGACGAAGGCCTTCGGGTTGTAAACTGCTTTTGTACAGAACGAAAAGGCTCTGGTTAATACCTGGG 
GCTCATGACGGTACTGTAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTG 
CGCAGGCGGTTTTGTAAGACCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTGGTGACTGCAAGGCTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGT 
GTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATT 
AGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTGGTTGTTGGGTATTTGCTTACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGG 
CCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCCACCTTTGACATGGC 
AGGAATTCCGAAGAGATTTGGAAGTGCTCGTAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAT 
AGGTGGGGCTACACACGTCATACAATGGCCGGTACAAAGGGTAGCCAACCCGCGAGGGGGAGCCAATCCCATAAAGCCGGTCGTAGTCCGGATCGCAGTCTGCAA 
CTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGTCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGT 
TCTGCCAGAAGTGGTTAGCCTAACCGTAAGGAGGGCGATCACCACGGCAGGGTTCGTGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGCGGGGCAACCTGGCGGCGAGTGGCGAACGGGTGAGTAATATATCGG 
AACGTACCCTGGAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATACGATCTAAGGATGAAAGTGGGGGATCGCAAGACCTCATGCTCCTGGAGCGGC 
CGATATCTGATTAGCTAGTTGGTAGGGTAAAAGCCTACCAAGGCATCGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGAACTGAGACACGGTCCAGA 
CTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTC 
AGGGAAGAAACGGGTTTTTCTAATACAGAGATCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAG 
CGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGACTGTCGTGAAATCCCCGGGCTCAACCTGGGAATGGCGATGGTGACTGCAAGGCTA 
GAGTTTGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGTCAAAACTGACGCTC 
ATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTTTTAATTAACTTGGTAACGCAGCTA 
ACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAA 
CGCGAAAAACCTTACCTACCCTTGACATGGCAGAAATCCTCGAGAGATTGAGGAGTGC TCGAAAGAGAATCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGAGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGT 
GGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGAGCTAATCCCAGAA 
AGTGTATCGTAGTCCGGATTGTAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGT 
ACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTAGGTAGCTTAACCGCAAGGAGGGCGCTTACCACGGTAGGATTCGTGACTGGGGTGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAGACCTTCGGGTCTAGTGGC 
GCACGGGTGCGTAACGCGTGGGAATCTGCCCTTTGCTTCGGAATAACAGTTAGAAATGACTGCTAATACCGGATGATGTCGCAAGACCAAAGATTTATCGGCAAA 
GGATGAGCCCGCGTAGGATTAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCT 
CTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACT 
GGGCGTAAAGCGCACGTAGGCGGTACATCAAGTCAGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCCTTGAAACTAGTGTACTAGAATCTTGGAGAGGCGG 
GTGGAATTCCGAGTNTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCCCGNTGGACAAGTATTGACGCTGAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACATGGTGCTTGGGTGGCGCANNTAACGCATTAAGTTATCC 
GCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACC 
AGCGTTTGACATCCTCATCGCGATTTCCAGAGATGGATTTCTTCAGTTCGGCTGGATGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCATCATTCAGTTGGGCACTCTAAGGAAACCGCCGGTGATAAGCCGGAGGAAGGTGGGGATGAC 
GTCAAGTCCTCATGGCCCTTACACGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTNGGCAGCAAGCACGCGAGTNTNAGCTAATCTCCAAAAGCCGTCTC 
AGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGNC 
CGTCACACCATGGGAGTTGGATTCACTCGAAGGCGTTGAGCTAACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGCGAAC 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGACCCTTCGGGGTTAGTGGCGGACGGGTGAGTAACACGTGGGAACGTGCCTTTAGGTTCGGAATAGCTCCT 
GGAAACGGGTGGTAATGCCGAATGTGCCCTTCGGGGGAAAGATTTATCGCCTTTAGAGCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGG 
CGACGATCAGTAGCTGGTCTGAGAGGATGACCAGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGA 
AAGCCTGACGCAGCCATGCCGCGTGAATNATGAAGGTCTTAGGATTGTAAAATTCTTTCACCGGGGACGATAATGACGGTACCCGGAGAAGAAGCCCCGGCTAAC 
TTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGACATTTAAGTCAGGGGTGAAATCCCAGA 
GCTCAACTCTGGAACTGCCTTTGATACTGGGTGTCTTGAGTGTGAGAGAGGTATGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCA 
GTGGCGAAGGCGACATACTGGCTCATTACTGACGCTGAGGCGCGAAANNNTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTGC 
TAGTTGTCGGGCTGCATGCAGTTCGGTGACGCAGCTAACGCATTAAGCAATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCACCTTTTGACATGCCTGGACCGCCAGAGAGATCTGGCTTTCTCTTCGGAGAC 
TAGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCATTAGTTGCCATCATTTAGTTGG 
GAACTCTAATGGGACTGCCGGTGCTAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGGTGGGCTACACACGTGCTACAATGGCGACTA 
CAGAGGGTTAATCCTTAAAAGTCGTCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGAAGGCGATGCGCTAACCCGCAAGGAGGCAGTCGACCACGGTAGGGTCA 
GCGACTGGGGTGAAGTCGTAACAAGGTAGCCNTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACCTGAGAGTTT 
GATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGAAGCTTCNGCCTTAGTGGCGGACGGGTGAGTAACACGTGGGAACGTGCCCT 
TGGGTTCGGGATAACGTCTGGAAACGGACGCTAATACCGGATNNNCCTGCGGGGGAAAGATTTATCGCCTGAGGAGCGGCCCGCGTCCGATTAGCTAGATGGTGG 
GGTAAAGGCCTACCATGGCGACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA 
ATATTGGACAATGGGCGGAAGCCTNATCCAGCCATGCCGCGTGAGTGATGAAGGCCTTCGGGTTGTAAAGCTCTTTCGCACGCGACGATGATGACGGTAGCGTGA 
GAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTTTCAAGT 
CAGGCGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGCTTGAGACTGTGAGGCTTGAGGTCCGGAGAGGTGGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAG 
ATATTGGGAAGAACACCGGTGGCGAAGGCGGCCCACTGGACGGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCAC 
GCCGTAAACGATGTCGGCTAGACGTTGGGCTCTTAGAGCTTCGGTGTCGCANNTAACGCATTAAGCCGACCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAA 
AGGAATTGACGGGGGCNCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATGCCAGGGCCGCCCCAGAGATGG 
GGNNTNNTTCGGGGACCTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCACTGTCAGTT 
GCCATCATTAAGTTGGGCACTCTGGCAGAACTGCCGGTGACAAGCCGGAGGAAGGCGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGT 
GCTACAATGGTGGTGACAGTGGGCAGCGACCACGCGAGTGGAAGCGAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGTTGG 
AATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGTGCGTAACAC 
GTATGCAACCTACCTTAAACTGGGGGATAGCCCGGGGAATCTCGGATTAATACCCCATAACACGTGGATGTCTCATGACAATTACGTTAAAGATTTATCGGTTTA 
AGCTGGGCATGCGTTCGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCGATNGGGNGTCTGAGAGGATGATNCCCCACACTGGTACTGAGATAC 
GGACCAGTCTCCTACGGGAGGCANCNNTAGGGAATATTGGTCAATGGAGGCAACTCTGAACCAGCCATGCCGCGTGTAGGAAGAAGGCGTTCTGCGTTGTAAACT 
ACTTTTGATTGGGAACAAATGACCTTGCGAGAGTAGCTGAGTGTACCAATAGAATAAGCCACGGCTAACTACGTGCCAGCANCNNCGGNNATACGTAGGTGGCAA 
GCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTTGATAAGTCAGTGGTGAAAGCCNATCGCTTAACGATCGAACTGCCATTGATACTGTCGGGCT 


TGAGTATAGTTGAGGTAGGCGGAATTGACAGTGTNGCGGTGAAATGCATAGATATTGTCAAGAACACCAATTGCGAAGGCAGCTTACTAAAGTATAACTGACGCT 
GAGGCACGAAAGTTCGGGGNTCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTAAACGATGATCACTCGCTGTGTGCGATAAACAGTACGCGGCCAAGCGAA 
AGCGATAAGTGATCCACCTGGGGAGTACGCCCTCAAGGGTGAAACTCAAAGGAATTGACGGGNNTCCGCACAATCGGTGGAGCATGTGGTTTAATTCGATGATAC 
GCGAGGAACCTTACCTAGGCTAGAATGTGAAGGAATGTATCAGAAATGGTGCAGTCAGCAATGACCTGAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGT 
GAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCAGCGNGTTAAGTTGGGGACTCTAGAGAGACTGCCTGTGTTAACAGAGAGGAAGG 
NGGGGACGACGTTAAGTCATCATGGCCCTTACGCCTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGTTGCAAGCTAGTGATAGCAAGCCAATCACAAA 
AAGTGCGTCTCAGTTCGGATTGAAGTCTGCANCTTGACTTCATGAAGCTGGAATCGCTAGTAATCGCGTATCAGCAATGACGCGGTGAANNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCTCGCAANNNNA 
GCGGCAGACGGGTGAGTAACGCGTGGGAATCTACCCATCCCTACGGAACAACTCCGGGAAACTGGAGCTAATTCCGTATACGCCCTTCGGGGGAAAGATTTATCG 
GGGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGA 
GACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGTCTTAGGATTGTA 
AAGCTCTTTCACCGGAGAAGATAATGACGGTATCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAA 
TTACTGGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGGGTATCTTGAGTATGGAAGA 
GGTAAGTGGAATTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAGGAACACCAGTGGCGAAGGCGGCTTACTGGTCCATTACTGACGCTGAGGTGCGAAAGC 
GTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGCAAGTTTACTTGTCGGTGGCGCACGTAACGCATTAAACA 
TTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCT 
TACCAGCCCTTGACATGCCCGGACAGCTACAGAGATGTAGTGNNNNNT TCGGGGACCGGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGAGAGGAAGGTGGGGATGA 
CGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAAGGAGCGATCCCGAGCTAATCTCCAAAAGCCATCT 
CAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGC 
CCGTCACACCATGGGAGTTGGTTTTACCCGAAGGTAGTGCGCTAACCGCAAGGAGGCAGCTAACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTA 
GCCGTAGGGGAACCTGCGGCTGGATCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTAGCGGCAGGCTTAACACATGC 
AAGTCGAGGGGTAACGGGGTGCTTGCACCGCCGACGACCGGCGCACGGGTGAGTAACGCGTATACAATCTGCCTTGTACTGAGGGATAGCCCAGAGAAATTTGGA 
TTAATACCTCATAGTATATGGCNNTCTCATGAAGATCATATTAAAGGTTACGGTACAAGATGAGTATGCGTTCTATTAGCTAGATGGTAAGGTAACGGCTTACCA 
TGGCTACGATAGATAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGG 
CGAGAGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAACACCCCGACGTGTCGGGACTTGACGGTAC 
TGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGACAAT 
TAAGTCAGAGGTGAAATCCTGCAGCTCAACTGTAGAATTGCCTTTGATACTGGTTGTCTTGAGTTATTATGAAGTAGTTAGAATATGTAGTGTAGCGGTGAAATG 
CATAGATATTACATAGAATACCAATTGCGAAGGCAGATTACTAATAATGAACTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGGTTACTAGTTGTTCGGATTTCGGTCTGAGTGACTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACT 
CAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGTTTAGAG 
ATAGACTTTTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAG 
TTGCCAGCGATTCAAGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACAC 
ACGTGCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTATAAACCCTATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAG 
CTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCC 
GTCACCGCAAGGAGCGGCCTAGGGTAAAATCGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGC 
CTAACACATGCAAGTCGAGCGGTAACATTTCCAGCTTGCTGGAAGATGACGAGCGGCGGACGGGTGAGTAATACTTGGGAACTTGCCTCTAGGCGGGGGACAACC 
ACTGGAAACGGTGGCTAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACACCTAGAGATGGGCCCAAGTGGGATTAGCTAGTTGGTGAG 
GTAATGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAA 
TATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTGGTGAGGAAAGGGTGATAGTTAATAG 
CTATCACAGTTGACGTTAGCCACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA 
GCGTACGTAGGCGGTGTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATGGCATTTTGAACTGGCACGCTAGAGTCCTGAAGAGGGTGGTAGAATTT 
CCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATACCGGTGGCGAAGGCGGCCACCTGGTCAGAGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACA 
GGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCTTTAAGACGTGAGTAACGCAGCTAACGCACTAAGTTGACCGCCTGGGGA 
GTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGA 
CATCCAGTGAATTTTCCAGAGATGGATTAGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATCCTTAGTTGCCAGCACGTAATGGTGGGAACTCTGGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATC 
ATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCAGCAAGCCAGCGATGGTTAGCGAATCTCATAAAGTGCGTCGTAGTCCGGATT 
GGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 
TGGGAGTGGGCTGCACCAGAAGTGGTTAGTTTAACCTTCGGGAGAACGATCACCACGGTGTGGTTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGTAGACTACTTTCGGGTAGTTGAGAGTGGCGCACGGGTGCGTAA 
CGCGTATGCAACCTACCTTGTACAGGGGGATAGCCCGAAGAAATTCGGATTAATACCCCATAGCATTACCAGATGGCATCTGAAGGTAATTAAAGATTTATCGGT 
ACAAGATGGGCATGCGTGACATTAGTTAGTTGGTAGGGTAACGGCCTACCAAGACTATGATGTCTAGGGGTTCTGAGAGGATGATCCCCCACACTGGTACTGAGA 
TACGGACCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGCCGCGTGCAGGAAGACGGCCTTCTGGGTTGTAA 
ACTGCTTTTATACGGGAAGAAAAGACCCTTGCGAGGGAGATTGCCGGTACCGTATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGT 
GCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGGCCTTTAAGTCAGTGGTGAAAGCCTGCAGCTTAACTGTAGAACTGCCATTGATACTGGAG 
GCCTTGAGTGTACTAAAGGTAGGCGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAAGAACACCGATAGCGTAGGCAGCTTACTGGAGTACAACTGA 
CGCTGAGGCACGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGATTACTCGATGTTGGCGATACACTGTCAGCGTCCAAG 
CGAAAGCGTTAAGTAATCCACCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATG 
ATACGCGAGGAACCTTACCTGGGCTAGAATGTGAGCGAATGATCCAGAGATGGATCAGTCTTCGGACGCGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGC 
CGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCACGTAAAGGTGGGGACTCTAACAAGACTGCCTACGCAAGTAGAGAGGA 
AGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCTACACACGTGCTACAATGGAGAGTACAGAGGGTCGCTACCTGGTAACAGGATGCCAATCTC 
AAAAAGCTCTTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTTGGAATCGCTAGTAATCGCGTATCAGCAATGACGCGGTGAATACGTTCCCGGAC 
CTTGTACACACCGCCCGTCAAGCCATGGGAGTTGGGTGGACCTGAAGATGGTTGCTGCAAGGCGCTATTTAGGGTAAANNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNCGCTAGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGGAAGAGCTTGCTCTTTCGCTGACGAGTGGCGCACGGGTG 
CGTAACGCGTATACAATCTGCCTTTAAGCGGGGAATAGCCCATGGAAACGTGGATTAATACCCCATAGTATGTAGACTTCACCTGGAGACTACATTAAACATTTA 
TGGCTTAAAGATGAGTATGCGTCCTATTAGTTAGTTGGTAAGGTAACGGCTTACCAAGACCGCGATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTAC 
TGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCCTATGGGT 
TGTAAACTGCTTTTATACGGGAAGAACCACATCTACGTGTAGATGCTTGACGGTACCGTATGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGGTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGAATAATAAGTCAGTGGTGAAAGTCTGCAGCTCAACTGTAGAATTGCCATTGATA 
CTGTTATTCTTGAATTATTATGAAGTGGTTGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCTATTGCGAAGGCAGATCACTAATAATA 
TATTGACGCTGAGGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACGCCGTAAACGATGGTTACTAGCTGTCCGGCCTAATTGAGGGCTG 
GGTGGTTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 


TAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCAGTCTGACAGGCGTGGAAACATGCCCTTCTTCGGACAGATTGCAAGGTGCTGCATGGTTGTCG 
TCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACGAGACTGCCGGTGCA 
AACCGCGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGTRGGGACAGAGGGCAGCTACCCCGCGAGGGG 
ATGCGAATCTTCAAACCCTATCACAGTTCGGATCGCAGTCTGCAACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGGGTACCTGAAGTCCGTCACCGTAAGGAGCGGCCTAGGGTAAAACTGGTAANNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACAGGTAGCTTGCTATGCTGACGACCG 
GCGCACGGGTGCGTAACGCGTATAGAACCTACCTTATAGTAAGGGATAGCCCAGAGAAATTTGGATTAATACCTTATAGTATTGGACTGTGGCATCGCAGACTAA 
TTAAAGATTTATTGCTATAAGATGGCTATGCGTTCTATTAGCTAGTTGGTATGGTAACGGCATACCAAGGCTACGATAGATAGGGGTCCTGAGAGGGAGATCCCC 
CACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGTAGGAAGACT 
GCCCTATGGGTTGTAAACTACTTTTATAGAGGAAGAAACGACATTACGTGTAATGTTTTGACGGTACTCTACGAATAAGGATCGGCTAACTCCGTGCCAGCAGCC 
GCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGTTTGTAAGTCAGTGGTGAAAGTTTTCGGCTCAACCGGAAAAT 
TGCCATTGATACTGCAAGTCTTGAATCATTGTGAAGTGGTTAGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAATACCGATTGCGAAGGCAGAT 
CACTAACAATGTATTGACGCTAAGGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGTTACTAGCTGTTTGGACTT 
CGGTCTAAGTGGCTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAGACTTTCCTTCGGGCAATTTACAAGGTGCTGCATG 
GTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCATCGAGTCATGTCGGGAACTCTAACAAGACTGC 
CAGTGCAAACTGCGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGTAGGTACAGAGAGCAGCCAGTGGG 
TGACCACGAGCGAATCTATAAAGCCTATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCCGTCACCGTAAGGAGCGGCCTAGGGTAAAACTGGTAANN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTAACGGGGTGCTTGCACCGCC 
GACGACCGGCGCACGGGTGCGTAACGCGTATACAATCTACCTTGTAGAGGGGGATAGCCCAGAGAAATTTGGATTAATACCCCATAGTATTATGAAATAGCATTA 
TTTTATAATTAAACATTTATGGCTACAAGATGAGTATGCGTTCTATTAGTTAGTAGGTAAGGTAACGGCTTACCTAGACTTCGATAGATAGGGGTCCTGAGAGGG 
AGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGATCCAGCCATGCCGCGTGCA 
GGAAGACGGCCCTATGGGTTGTAAACTGCTTTTATAGAGGAAGAAACACTCCGACGTGTCGGAGCTTGACGGTACTCTACGAATAAGGATCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGACAATCAGTCAGCGGTGAAAGTCTGTGGCTCAAC 
CATAGAATTGCCATTGATACTGTTGTTCTTGAATACTTATGAAGTGGTTGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGA 
AGGCAGATCACTAATAAGTCATTGACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTAGATACCCTGGTAGTCTACGCCGTAAACGATGGTTACTAGCTGT 
TCGGTCGCAAGACTGAGTGGCTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGGGTGGAAACACCTTTTCCTTCGGGCAATTTACAAGGT 
GCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAAC 
AAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGTAGGGACAGAGAGCAG 
CCACTGGGCGACCAGGAGCGAATCTATAAACCCTATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCA 
TGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGGGTACCTGAAGTCGGTCACCGCAAGGAGCCGCCTAGGGTAAAAC 
TGGTAACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACATAA 
AGTGCTTGCACTTTGATGACGACCGGCGCACGGGTGCGCACCGCGTATGAAACCTACCTTTTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCCCGTAGT 
ACCTTTTGTAGCATTGCAAGATGGTTAAAGGCTTCGGCCGGTAAAAGATGGTCATGCGTCCCATTAGTTTGTTGGTAAGGTAACGGCTTACCAAGACTACGATGG 
GTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGAGACTCTGAT 
CCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATACAGGAAGAAAAAAGAGTACGTGTACTCTACTGACGGTACTGTAAGAATAAG 
GACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGATAAGTCAGGGGT 
GAAAGTCTGCAGCTCAACTGTAAAATTGCCTTTGATACTGTCGGTCTTGAGTTATAGTGAAGTTGCTGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTAC 
ATAGAACACCGATTGCGAAGGCAGGTGACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGGATACTAGCTGTCCGGGTCCTTGAGATCTGGGCGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTGGTCTGACAGCTTTAGAGATAGAGTTT 
CCTTCGGGCAGATCACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTCGTTAGTTGCCAGCG 
AGTCATGTCGGGGACTCTAACGAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTAC 
AATGGTAGGTACAGAGAGCAGCCATGTCGCAAGGCAGAGCGAATCTATAAAACCTATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCG 
CTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTCACCGTA 
AGGAGCGGCCTAGGGCAAGATCGGTAACTAGGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTAGCGGCAGGCCTAACA 
CATGCAAGTCGAGGGGTAACATAGGAAAGCTTGCTTTTCTGATGACGACCGGCGCACGGGTGCGTAACGCGTATACAACCTACCTTTTAGCGGGGAATAGCCCAG 
GGAAACTTGGATTAATGCCTCATAGTATATAAACTTCTCCTGAAGTTTATATTAAACATTTATGGCTATTAGATGGGTATGCGTCCTATTAGTTAGTTGGTAAGG 
TAACGGCTTACCAAGGCAGCGATAGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAAT 
ATTGGACAATGGGCGAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTACAGAGGAAGAACCACCCCCACGTGTGGG 
GGTTTGACGGTACTCTGCGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCC 
GTAGGCGGGCAGTTAAGTCAGTGGTGAAAGTCTTCCGCTCAACGGGAGAACTGCCATTGATACTGATTGTCTTGAGTTATTATGAAGTGGTTAGAATGAGTAGTG 
TAGCGGTGAAATGCATAGATATTACTCAGAATACCGATTGCGAAGGCAGATCACTAATAATATACTGACGCTGATGGACGAAAGCGTAGGTAGCGAACAGGATTA 
GATACCCTGGTAGTCTACGCCGTAAACGATGGTTACTAGCTGTTCGGCCCAATTGAGGGCTGAGTGGTTAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACG 
TTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTA 
GTCTGACAGGTCTGGAAACAGACTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGC 
GCAACCCCTGTGGTTAGTTGCCAGCGAGTAATGTCGGGAACTCTAGCCAGACTGCCGGTGCAAACCGCGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCT 
TACGTCCTGGGCCACACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTACAAACCCTATCACAGTTCGGATCGCAGTCTGC 
AACTCGACTGCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCC 
GGGGGTACCTGAAGTCGGTCACCGCAAGGAGCCGCCTAGGGTAAAACTGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCG 
GACCGAATGGAAGCTTGCTTCTGTTTGGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCGTAAGACCGGGATAACTTCGGGAAACCGGAGCTAATA 
CCGGATAACACCGAAGACCGCATGGTCTTTGGTTGAAAGGCGGCATTGGCTGTCACTTACGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCA 
CCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAAT 
GGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGTCTTCGGATTGTAAAGCTCTGTTGTTAGGGAAGAACAAGTGCTGTTCGAAGAGGGCGGCACCG 
TGACGGTACCTAACGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAG 
GCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCAGAAGAGGGGAGCGGAATTCCACGTGTAGC 
GGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGGTTAATCCCTTTAGTGCTGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGCTCG 
CAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCTG 
ACAACCCGAGAGATCGGGGGTTCCCCTTCGGGGGACAGGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGACCTTAGTTGCCAGCATTGAGTTGGGCACTCTAAGGTGACTGCCGATGACAAATCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTT 


ATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGC 
AACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTT 
GCAACACCCGAAGTCGGTGAGGTAACCCTTACGGGAGCCAGCCGCCGAAGGTGGGGCAAATGATTGGGGTGAAGTCGTAANNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGGTTAGTGGCGCACGGGTGCGTAACGCGT 
GGGAACCTGCCCTTAGGTTCGGAATAACTCAGAGAAATTTGAGCTAATACCGGATAATGTCTTCGGACCAAAGATTTATCGCCTTTGGATGGGCCCGCGTAGGAT 
TAGGTAGTTGGTGGGGTAAAGGCCTACCAAGCCGACGATCCTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGA 
GGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAA 
TGACAGTACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAG 
GCGGCTCATCAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGAAACTGGTAGGCTAGAATCCTGGAGAGGCGAGTGGAATTCCGAGTGTAGA 
GGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACAGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGTTCACAGAACTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGC 
AAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATCCTAGGA 
CGGTTTCTGGAGACAGACTCCTTCCCTTCGGGGACCTAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGTCCTTAGTTGCCATCATTTAGTTGGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTA 
CAGGCTGGGCTACACACGTGCTACAATGGCATCTACAGTGAGCAGCGATCCCGCGAGGGTTAGCTAATCTCCAAAAGATGTCTCAGTTCGGATTGTTCTCTGCAA 
CTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGA 
TTCACCCGAAGGCGGTGCGCTAACCTTTTAGGAGGCAGCCGACCACGGTGGGTTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGGTTAGTG 
GCGCACGGGTGCGTAACGCGTGGGAACCTGCCTTTAGGTTCGGAATAACAGTTAGAAATGACTGCTAATACCGGATAATGTCTTCGGACCAAAGATTTATCGCCT 
TTAGATGGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCGACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAG 
CTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTA 
CTGGGCGTAAAGCGCGCGTAGGCGGCTTTTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGAAACTGGAAAGCTAGAATATTGGAGAGGT 
AAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTTACTGGACAATTATTGACGCTGAGGTGCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCTCATAGAGCTTGGGTGGCGCAGCTAACGCATTAAGTTAT 
CCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTA 
CCAGCCTTTGACATCCTAGGACGGTTTCTGGAGACAGATTCCTTCCCTTCGGGGACCTAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTT 
GGGTTAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCATCATTTAGTTGGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGAC 
GTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGTATCTACAGTGAGCAGCGATCCCGCGAGGGTTAGCTAATCTCCAAAAGATATCTC 
AGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTTGGATTCACCCGAAGGTGGTGCGCTAACCTGCTTGCAGGAGGCAGCCAACCACGGTGGGTTCAGCGACTGGGGTGAAGTCGTAACAAG 
GTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGT 
CGAACGAGACCTTCGGGTCTAGTGGCGCACGGGTGCGTAACGCGTGGGAACCTGCCTTTAGGTTCGGAATAACTCAGAGAAATTTGAGCTAATACCGGATAATGT 
CTTCGGACCAAAGATTTATCGCCTTTAGATGGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGAT 
GATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGT 
GATGAAGGCCTTAGGGTTGTAAAGCTCTTTTACCCGAGATGATAATGACAGTATCGGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGAAACT 
GGGAAGCTAGAATCTTGGAGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACAAGTA 
TTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCTCATAGAGCTTGGGT 
GGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAA 
TTCGAAGCAACGCGCAGAACCTTACCAGCCTTTGACATCCTAGGACGACTTCTGGAGACAGATTTCTTCCCTTCGGGGACCTAGTGACAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTTAGTTGCCATCATTAAGTTGGGCACTTTAAGGAAACTGCCGGTGAT 
AAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGCATCTACAGTGGGCAGCTATTCCGCAAGGAT 
GCGCTAATCTCCAAAAGATGTCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACG 
TTCCCAGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGATTCACCCGAAGGCAGTGCGCTAACCGTAAGGAGGCAGCTGACCACGGTGGGTTCAGCGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCAGCGCGGGGGCA 
ACCCTGGCGGCGAGCGGCGGACGGGTGAGGAATTCGTCGGAATCTGCCTTTTTGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGTCCTACGGGA 
GAAAGTGGGGGACCGCAAGGCCTCACGCAGAAAGATGAGCCGACGACCGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCGACGATCGGTAGCTGGTCTGA 
GAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGC 
GTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCCCTGGAGCTAATACCTTTCGGGGGATGACGGTACCGGAAGAATAAGCACCGGC 
TAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTTCGTTAAGTCTGATGTGAAATCC 
CCGGGCTCAACCTGGGACGTGCATTGGAAACTGGCGATCTAGAGTACGGTAGAGGGTGGTGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAAC 
ACTCGTGGCGAAGGCGGCCACCTGGACCAGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGC 
GAACTGGATGTTGGGCTCACTTCGGAGCTCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGCAGAACCTTACCTGGCCTTGACATCCACGGAACTTTCCAGAGATGGATTGGTGCCTTC 
GGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCACTT 
CGGGTGGGAACTCTAAGGAGACCGCCGGCGACAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTACTACAATG 
GTGGGGACAGAGGGCTGCGATCCGGCGACGGTGAGCCAATCCCAGAAACCCCATCCCAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTA 
GTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCTGTTGCACCAGAAGCAGGTAGCTTAACCG 
CANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCTTAACACATGCAAGTCGAACGAGATCTTCGGAT 
CTAGTGGCGCACGGGTGCGTAACGCGTGGGGATCTACCATGGGGTGCGGAATAACTCAGAGAAATTTGAGCTAATACCGCATAATGTCTTCGGACCAAAGATTTA 
TCGCCCTTTGATGAACCCGCGTAGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCTTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGAC 
TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTT 
GTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCG 
GAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTACTCAAGTCAGAGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCTTTGAAACTAGGTGACTAGAATCTTGG 
AGAGGCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACAAGTATTGACGCTGAGGTGCGAA 
AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGCTAGGGCCCACAGGGCTTTGGTGGCGCAGCTAACGCATTA 
AGTTATCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGA 
ACCTTACCAGCGTTTGACATCCTGATCGCGGATTNCAGAGATGGTTTCCTTCAGCTCGGCTGGATCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTTAGTTGCCACCATTTAGTTGGGCACTCTAAAGAGACCGCCGGTGATAAGCCGGAGGAAGGTG 
GGGATGACGTCAAGTCCTCATGGCCCTTACACGCTGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGCAGCTACTTCGCGAGAAGATGCTAATCTCTAAAA 
ACCGTCTCAGTTCGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTTGGATCAACCCGAAGCTGGTGCGCTAACTCGCAAGAGAGGCAGCCAACCACGGTGGGTTCAGCGACTGGGGTGAAGTCGT 


AACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACAT 
GCAAGTCGAGCGGTAACAGGAAGAAGCTTGCTTCTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCCTGGGAATATGCCTTAGTGTGGGGGATAACTATTGGAA 
ACGATAGCTAATACCGCATAACGTCTACGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCGCTAAGATTAGCCCAGGTGGGATTAGCTAGTTGGTGGGGTAAAGG 
CTCACCAAGGCAACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCA 
CAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGGTGTGTAGTTAATAGCTGTACA 
TCTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATG 
CAGGCGGTTAGTTAAGCGAGATGTGAAAGCCCGGGGCTCAACCTCGGAACAGCATTTCGAACTGGCTAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGT 
AGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGT 
CGCAAGATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAG 
AGAAGCCAGCGGAGACGCAGGTGTGCCTTCGGGAGCTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTATCCTTGTTTGCCAGCACGTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCC 
TTACGAGTAGGGCTACACACGTGCTACAATGGCGTATACAGAGGGCTGCCAACCAGCGATGGTGAGCGAATCCCACAAAGTACGTCGTAGTCCGGATCGGAGTCT 
GCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT 
GGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGCCTAATACATGCAAGTCGAGCGCGTGAAACAACATGATCCCTTCGGGGTGATT 
GTTGTGGATCGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCCATGAGATCGGGATAACTCCGGGAAACCGGAGCTAATACCGAATAACCCAGTGAACT 
GCATGGTTCACTGGTAAAAGGCGGTTTCGGCCGTCACTCATGGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGCGTAG 
CCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAG 
CAACGCCGCGTGAACGATGAAGGTCTTCGGATCGTAAAGTTCTGTTGTTAGGGAAGAACAAGTACCAGAGGAAATGCTGGTACCTTGACGGTACCTAACCAGAAA 
GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATG 
TGAAAGCCCACAGCTCAACTGTGGAGGGCCATTGGAAACTGGGGAACTTGAGTACAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGT 
GGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 
AACGTTGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAAGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGTCTTGACATCTTCCGCTATCCCTAGAGATAGGGAG 
TTCCCTTCGGGGACGGAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTTAGTTGC 
CAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGC 
TACAATGGATGGTACAGAGGGCCGCGAGACCGCGAGGTCAAGCAAATCTCAAAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAAGCCGGA 
ATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGG 
TAACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAGCATTTCTAGC 
TTGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACTTGCCTTTGCGAGGGGGATAACCACTGGAAACGGTGGCTAATACCGCATAATGTCTAC 
GGACCAAAGGGGGCTTTCGGGCTCCTGCGCAAAGAGAGGCCCAAGTGAGATTAGCTAGTTGGTGGGGTAAAGGCTCACCAAGGCAACGATCTCTAGCTGTTCTGA 
GAGGAAGATCAGCCACACTGGGAC TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGC 
GTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGCCAAGTAGTTAATACCTGCTTGGATTGACGTTACCCGCAGAAGAAGCACCGGCT 
AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGCTAGATGTGAAAGCCC 
CGGGCTCAACCTGGGACGGTCATTTAGAACTGGCAGACTAGAGTCTTGGAGAGGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACA 
TCAGTGGCGAAGGCGACTCCCTGGCCAAAGACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGCTGTC 
TACTAGCTGTACGCGACTATAAGTTGTGTGTAGCGAAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGG 
GCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATGCAGAGAACTTTCCAGAGATGGATAGGTGCCTTCGG 
GAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCCTTAAG 
TTGGGCACTCTAAGGAGACCGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCG 
CATACAAAGGGCAGCAAGCCAGCGATGGTGAGCGGACCCCTTAAAGAATATCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTA 
ATCGCAGGTCAGAATACTGCGGTGAATACGTTCCCGGGCCTTGTACACGCCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAAGTGGTTAGCCTAANNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAGCGGTAGAGATGCTTTCGGGTATC 
TTGAGAGCGGCGCACGGGTGCGTAACACGTATGCAACCTACCTTATACAGGGGGATAGCCCGGAGAAATCCGGATTAATACCCCATGGCATCATTTAACTGCATG 
GTTTGATGATTAAAGATTTATCGGTATAAGATGGGCATGCGTCTGATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGATCAGTAGGGGTTCTGAGAGG 
AAGGTCCCCCACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAGAGTCTGACCCAGCCATGCCGCGTGC 
AGGAAGACGGCCTATTGGGTTGTAAACTGCTTTTATACGGGAAGAAAAGGCCCATGCGTGGGACATTGCCGGTACCGTATGAATAAGCACCGGCTAACTCCGTGC 
CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTGATTAAGTCAGCGGTGAAAGACTCCGGCTCAAC 
CGGAGCAGTGCCGTTGATACTGGTTGGCTTGAGTGCTGCAGGGGTACATGGAATTGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGA 
AGGCATTGTACTGGGCAGCAACTGACGCTGATGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATTACTCGCTGT 
TATGCCTTTAGGTGTAGCGGCCAAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGAATGTGAAGGAATGATTTGGAGACAGATCAGTCAGCAATGACCTGAAACAAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTCAGTTGCCAGCAAGTCAAGTTGGGGACTCTGG 
ACAGACTGCCTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCAGGGCGACACACGTGCTACAATGGCGCATACAGCGGGTA 
GCGAACCGGCAACGGTGAGCCAACCTCTAAAAGTGCGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGC 
CATGGCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGGCGGTAACCGTAAGGAGCCGTTTAGGGTAGA 
ACCGGTAACTGGGGCTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTT 
TGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGCAGCGGGAAAGTAGCTTGCTACTTTTGCCGGCGAGCGGCGGACGGGTGA 
GTAATGCCTGGGGATCTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGACCTTCGGGCCTTTCGC 
GATTGGATGAACCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAG 
ACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAA 
AGCACTTTCAGCGAGGAGGAAAGGTTGATGCCTAATACGTATCAACTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTGGATAAGTTAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTAAA 
ACTGTCCAGCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAA 
AGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGATTTGGAGGCTGTGTCCTTGAGACGTG 
GCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGCAACGCGAAGAACCTTACCTGGCCTTGACATGTCTGGAATCCTGTAGAGATACGGGAGTGCCTTCGGGAATCAGAACACAGGTGCTGCATGGCTG 
TCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCTTTGTTGCCAGCACGTAATGGTGGGAACTCAAGGGAGACTGCCGGT 
GATAAACCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCAAGCTAGCGAT 
AGTGAGCGAATCCCAAAAAGCGCGTCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAA 
TACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGATTCA 
TGACTGGGGTGAAGTCGTAACAAGGTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAACGCTGGCGGCAGGCCTAACA 


CATGCAAGTCGAGCGGTAACAGCCTAGAAGCTTGCTTCTCTGCTGACGAGCGGCGGACGGGTGAGTAAGACTTGGGAATTTGCCTTTAGGCGGGGGACAACCACG 
GGAAACTGTGGCTAATACCGCATAATGTCTACGGACCAAAGTGGGGGACCTTCGGGCCTCACACCTAAAGATGAGCCCAAGCGGGATTAGCTAGTTGGTGGGGTA 
AAGGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATAT 
TGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGACGAGGAAGGGTGTTGTATTAATAGTGC 
AGCACATTGACGTTAGTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG 
TACGTAGGCGGCGTGTTAAGCAAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTTGAACTGGCATGCTAGAGTCCTGAAGAGGGTGGTAGAATTTCCA 
GTGTAGCGGTGAAATGCGTAGATATTGGAAGGAATACCAGTGGCGAAGGCGGCCACCTGGTCAGAGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGTTGTTCGTGTCATTAAGACGTGAGTAACGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTA 
CGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCATCCCTTGACAT 
CCAGTGAATTTTCCAGAGATGGATTAGTGCCTTCGGGAACACTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTATCCTTAGTTGCCAGCGCGTAATGGCGGGAACTCTGGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATG 
GCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGCATACAAAGGGCAGCAAGCCAGCGATGGTTAGCGAATCTCATAAAGTGCGTCGTAGTCCGGATCGGA 
GTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTGCCCGGGCCTTGTACACACCGCCCGTCATCATCCA 
TGGGAGTGGGNTGCACCAGAAGTGGTTAGTTTAACCTTTCGGGAGAACGATTCACCACCGGTGTGTTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGTGAACCTTGGAGCTTGCTCTAAGGGGATCAGTGGCGAACGGGTGAGTAA 
CACGTGAGTAACCTGCCCCGGACTCTGGAATAAGCGCTGGAAACGGCGTCTAATACCGGATACGAGACGCAACCGCATGGTTAGCGTCTGGAAAGTTTTTCGGTC 
TGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGAC 
ACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAAC 
CTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGG 
AATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAAATCCGGGGCTCAACCCCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTA 
GGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCACTACTGACGCTGAGAAGCGAAA 
GCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGACTCATTCCACGAGTTCCGTGCCGCAGCTAACGCATT 
AAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAG 
AACCTTACCAAGGCTTGACATATACCGGAAACACCCAGAGATGGGTGCCCCTTTTGGTCGGTATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAAAGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATACCGCAAGGTGGAGCGAATCCCAAAAAACCG 
GTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACTGGTGATTGGGACTAAGTCGTAAC 
AAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTAGCGGCAGGCCTAACACATGCAAGT 
CGAACGGTAACAGAGAAGAGCTTGCTTTTTTGCTGACGAGTGGCGCACGGGTGCGTAACGCGTATACAATCTACCTTTTACAGGAGGATAGCCTTTAGAAATGAA 
GATTAATATTCCATAGTAAGTTGACTTGGCATCAAGATAACTTTAAAGTTTCGGCGGTAAAAGATGAGTATGCGTTCTATTAGCTAGATGGTGTGGTAACGGCAC 
ACCATGGCGACGATAGATAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAA 
TGGGCGAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACGGGAAGAAACCTAGTCACGTGTGACTAGCTGACG 
GTACCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGG 
ATAATTAAGTCAGGGGTGAAAGTCTGCAGCTCAACTGTAGAATTGCCCTTGATACTGGTTATCTTGAATTATTGTGAAGTGGTTAGAATATGTAGTGTAGCGGTG 
AAATGCATAGATATTACATAGAATACCAATTGCGAAGGCAGATCACTAACAATATATTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT 
GGTAGTCCACGCCGTAAACGATGGTCACTAGCTGTTCGAATTTCGGTTTGAGTGGCTAAGAAAAATTGATAAGTGACCCACCTGGGGAGTACGTTCGCAAGAATG 
AAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGCATTAGC 
TAGAGATAGCTATTTCTTCGGACTATCTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTT 
GTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGC 
TACACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTATAAACCCTATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCG 
TGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGA 
AGTCCGTCACCGCAAGGAGCGGCCTAGGGTAAAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTAGCGGCAGGCCTAAC 
ACATGCAAGTCGAACGGTAACAGAGAAAAGCTTGCTTTTTTGCTGACGAGTGGCGCACGGGTGAGTAACGCGTATACAATCTACCTTCCACAGGGGGATAGCCTT 
TAGAAATGAAGATTAATATCCCATGGTAAATTTGAATGGCATCATTTGAATTTTAAAGCTTCGGCGGTGGAAGATGAGTATGCGTTCTATTAGCTAGATGGTGTG 
GTAACGGCACACCATGGCTACGATAGATCGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAA 
TATTGGACAATGGGCGAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAACCTCTCCACGTGTGG 
AGAGCTGACCGTACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTC 
CGTAGGTGGATAATTAAGTCAGGGGTGAAAGTCTGCAGCTCAACTGTAGAATTGCCCTTGATACTGGTTATCTTGAATTATTATGAAGTGGTTAGAATATGTAGT 
GTAGCGGTGAAATGCATAGATATTACATAGAATACCGATTGCGAAGGCAGATCACTAATAATATATTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGATT 
AGATACCCTGGTAGTCCACGCCGTAAACGATGGTTACTAGTTGTTCGGACTTCGGTCTGAGTGAC TAAGCGAAAGTGATAAGTAACCCACCTGGGGAGTACGTTC 
GCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGAT 
TGCATTAGGTGGAGACACTTAATTTCTTCGGACTATCTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGC 
AACCCCTGTTGTTAGTTGCCAACGAGTCATGTCGGGAACTCTAACAAGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTA 
CGTCCTGGGCTACACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTATAAACCCTATCACAGTTCGGATCGGAGTCTGCAA 
CTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGG 
GAGTGCCTGAAGTCCGTCACCGCAAGGAACGGCTTAGGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTAGCGGC 
AGGCCTAACACATGCAAGTCGAACGGTAACAGAGAAGAGCTTGCTCTTTTGCTGACGAGTGGCGCACGGGTGAGTAACGCGTATACAATCTACCTTTTACAGGGG 
GATAGCCTTTAGAAATGAAGATTAATATCCCATAGTAAGTAGTTTTGGCATCAAGACAACTTTAAAGTTTCGGCGGTAAAAGATGAGTATGCGTTCTATTAGCTA 
GATGGTGTGGTAACGGCACACCATGGCAACGATAGATAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGC 
AGTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAACCTCAG 
AACGTGTTCTGAGCTGACGGGACTGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTT 
TAAAGGGTCCGTAGGTGGATAATTAAGTCAGGGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGGTTATCTTGAATTATTGTGAAGTGGTTAGA 
ATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAATACCAATTGCGAAGGCAGATCACTAACAATATATTGACACTGATGGACGAAAGCGTGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTCGGTTTTCGGACTGAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGG 
AGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTA 
AATGTAGATTGCATTAGGTGGAGACACTTAATTTCTTCGGACTATCTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTAT 
AACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCA 
CGGCCCTTACGTCCTGGGCTACACACGTGCTACAATGGTAGGGACAGAGAGCAGCCACTTCGCGAGAAGGAGCGAATCTATAAACCCTATCACAGTTCGGATCGG 
AGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCAT 
GGAAGCTGGGAGTGCCTGAAGTCCGTCACCGTAAGGANCGGCTTAGGGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTG 
AACGCTGGCGGTATGCTTAACACATGCAAGTCGAACGGCAGCACGAGAAAGCTTGCTTTCTTGGTGGCGAGTGGCGGACGGGTGAGTAACACGTAGGAATCTACC 
GAGTAGCGGGGGATAGCCCGGAGAAATCCGGATTAATACCGCATGTGCACTTCGGTGTAAAGAGGGCCTCTTCTTGAAAGCTCTCACTATTCGATGAGCCTGCGT 


CAGATTAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCAACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATACCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAATAGGGAG 
GAAGGCTTAATGGTTAATACCCATTGAGATTGACGTTACCTATAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAA 
TCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGATGATTAAGTCAGCATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGAGACTGGTCGTCTAGAGTA 
CAGAAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACATCAGTGGCGAAGGCGACCCCCTGGGCTGATACTGACGCTGAGGTG 
CGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACAGCCGTAAACGATGTCTATTAGCTGTTGGGTATATTAAGATACTTAGTGGCGCAGCAAAC 
GCGATAAATAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACG 
CGAAGAACCTTACCAGGTCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCTAACATTAAGTTGAGAACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGG 
TGGGGACGACGTCAAGTCATCATGGCCCTTACGACCTGGGCTACACACGTGCTACAATGGGCAGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCTCTTA 
AAGCTGTTCGTAGTCCGGATTGTACTCTGCAACTCGAGTACATGAAGTCGGAATCGCTAGTAATCGCAGATCAGAATGCTGCGGTGAATACGTTCCCGGGCCTTG 
TACACACCGCCCGTCACACCATGGGAGTTGTTTGCACCAGAAGTAGCTAGCTTAACATTGGGCGGTTACCACGGTGTGGTCAATGACTGGGGTGAAGTCGTAACA 
AGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCTTAACACATGCAA 
GTCGAGCGGTAACAGGGGTAGCTTGCTACCCGCTGACGAGCGGCGGACGGGTGAGTAATGCTTAGGAATCTGCCCAGTAGTGGGGGACAACAATCGGAAACGGTT 
GCTAATACCGCATACGTCCTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAATGGCCTACC 
AAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGG 
GGGAANCCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAAACCTTATGGTTAATACCCATAGGGCTTGA 
CGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTG 
GTTTGGTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTGCCAGGNTAGAGTGTGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGT 
GAAATGCGTAGATATAGGAAGGAACNCCAGTGGCGAAGGCGGCTNCCTGGNCCAACACTGACACTNAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGGATCTTGAATCCTTAGTGGCGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAG 
GTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATCCTGCGAACT 
TTCTAGAGATAGATTGGTGCCTTCGGGAACGCAGTGACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAAC 
CCCTATCCCTGGTTGCTAGCAGGTAATGCTGAGAACTCCAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTACGG 
CCAGGGCTACACACGTGCTACAATGGTGCGTACAGAGGGCTGCCAACTCGCGAGAGTGAGCCAATCCCTTAAAACGCATCGTAGTCCGGATCGGAGTCTGCAACT 
CGACTCCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTG 
CACCAGAAGTAGTTAGTCTAACCTTCGGGAGGACGATTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGATCTAGCTTGCTAG 
ATGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAAACTGCCCAGTAGTGGGGGATAGCCCGGGGAAACCCGGATTAATACCGCGTACGCCCTTCGGGGGAA 
AGCAGGGGATCTTCGGACCTTGCGCTATTGGATGTGCCTATGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAG 
GATGATCAGCCACATCGGGAC TGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTG 
TGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGAGGAGGAAAACTCTGCGACTAATACTCGTAGGGCTTGACGTTACTCACAGAAGAAGCACCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGATAAGCGAGATGTGAAAGCCCCGG 
GCTTAACCTGGGAACGGCATTTCGAACTGTCAGGCTAGAGTATGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCA 
GTGGCGAAGGCGGCTACCTGGACCAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTAC 
TAGCCGTTGGGACTCTTGAAGTCTTAGTGGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCC 
CGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATGCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAA 
CTCTGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTAGTTGCTAGCAGTTCGGCT 
GAGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGTGCG 
CACAGAGGGCTGCAAACCCGCGAGGGGGAGCCAATCTCACAAAACGCATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAAT 
CGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGTGGTTAGTCTAACCTTCGGGA 
GGACGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACATTTCTAGCTTGCTAGAAGATGACGAGCGGCGGACGGGTGAGTAAT 
ACTTAGGAATCTACCTAGTAGTGGGGGATAGCTCGGGGAAACTCGAATTAATACCGCATACGACCTACGGGAGAAAGGGGGCAACTTGTTGCTCTCGCTATTAGA 
TGAGCCTAAGTCGGATTAGCTAGATGGTGGGGTAAAGGCCTACCATGGCGACGATCTGTAGCTGGTCTGAGAGGATGATCAGCCACACCGGGACTGAGACACGGC 
CCGGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTTTGGTTGTAAAGCACTT 
TAAGCAGTGAAGAAGACTCTTCGGTTAATACCTGGAGACGATGACATTAGCTGCAGAATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGT 
GCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGCGTAGGTGGCTTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGTCA 
GGCTAGAGTAGGTGAGAGGAAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCTTCTGGCATCATACTGA 
CACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGTCGTTGGGTCCCTTGAGGACTTAGTGACG 
CAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
ATGCAACGCGAAGAACCTTACCTGGTCTTGACATATCTAGAATCCTGCAGAGATGCGGGAGTGCCTTCGGGAATTAGAATACAGGTGCTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTACCAGCGGGTTAAGCCGGGAACTCTAAGGATACTGCCAGTGACAAAC 
TGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGTAGGTACAGAGGGCAGCTACACAGCGATGTGATGC 
GAATCTCAAAAAGCCTATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGTAGGAATCGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGATTGCACCAGAAGTGGTTAGCCTAACCGTAAGGAAGGCGATCACCACGGTGTGGTTGATGACTGG 
GGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCTCTGGGGGATTACTG 
GCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTGGACTCTGGGATAAGCGTTGGAAACGACGTCTAATACCGGATAGGACCTCGGATCGCATGATCTGGGGTG 
GAAAGTTTTTCGGTCTGGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCA 
CACTGGGACTGAGACACGGTCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGGGATGACGG 
CCTTCGGGTTGTAAACCGCTTTTAGTAGGGAAGAAGGGCTTCGGCTTGACGGTACCTGCAGAAAAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGT 
AGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCTGGAGGCTCAACCTCCAGCCTGCAGTGGGTAC 
GGGCAGACTAGAGTGCGGTAGGGGAGAATGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGTTCTCTGGGCCGTA 
ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGGTAGTCCCACGCCGTAAACGTTGGGCGCTAGATGTGGGGACCTTTCCACGGTT 
TCCCGTGTCCGTAGCTAACGCCATTAAGCGCCCCCCCCTTGGGGAGTACCGGCCGCAAGGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATAACCGAGAACTCCGCAGAAATGTGGAACTCTTTGGAACACTCGGTTACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCGCATGTTGCCAGCACGTAATGGTGGGAACTCATGTGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGA 
TGTCGTAAGGCGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGACCTCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACG 
CTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTTAACACATGCAAGTCGAACGGAGTTAAAAGCGGAAGTTTTCGGATGGAAGCTTT 
TAACTTAGTGGCGGACGGGTGAGTAACGCGTGGGTAACCTGCCTTATACAGGGGGATAACAGCCGGAAACGGCTGCTAATACCGCATAAGCGCACAGTGCTGCAT 
GGTACGGTGTGAAAAGATTTATCGGTATAAGATGGACCCGCGTCTGATTAGCTAGTTGGTAAGGTAACGGCCTACCAAGGCAACGATCAGTAGCCGGCTTGAGAG 


AGTGAACGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTG 
AGTGAAGAAGTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAACGGGAGGCAACTCCTTTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGATGTAAGTCAGATGTGAAAGCCCGGGGCTCAACTCCG 
GGACTGCATTTGAAACTATGTTGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC 
GGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATACTAGGTGTTGGG 
GAGCAAAAGCTCTTCGGTGCCGTCGCAAACGCATTAAGTATTCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCG 
GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCCCTGACCGGTCCGTAACGGGACCTTTCCTTCGGGACAGGGGAGACA 
GGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTAGTAGCCAGCATGTTATGGTGGGCACTCT 
AGGGAGACTGCCAGGGATAACCTGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGATCTGGGCTACACACGTGCTACAATGGTGACTACAAAGGG 
AAGCAGCCTCGTGAGAGTGAGCAAATCCCAAAAAGGTCATCTCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATCA 
GAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGGAAATGCCCGAAGTCTGTGACCCAACCGTAAGGAGGGAGCAGC 
CGAAGNCAGGTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAATGAACGCTGGCGGCGTGCTT 
AACACATGCAAGTCGTACGAGAACTCCCTTGCTTGCAAGGGATAGTAAAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTTGGATTCGGGATAACATT 
GCGAAAGCGGTGCTAATACCGGATAATATTCGCATGTCTTAGGATGTGCGGATCAAAGATGGCCTCTACATGTAAGCTATTGTCTGAGGAGGAGCTCGCGTACCA 
TTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCTCCGATGGTTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGACTCCTACGGG 
AGGCAGCAGTGAGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCAAGTGGGAAGAAC 
CTGCTTCTGATTAATACTCAGGAGTACTGACGGTACCACTGAAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCG 
GAATTATTGGGCGTAAAGGGCGCGCAGGCGGCCGTTTAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAAGTGCATTTGATACTGGATGGCTTGAGTATGGG 
AGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGCGCGAA 
GGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGTTGATCACTAGGTGTAGCGGGTATTGACCCCTGCTGTGCCGCAGCTAACGCATT 
AAGTGATCCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAAT TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATCGACGCAACGCGCAAA 
ACCTTACCTGGATTTGACATCTCGGGAATCTCTTTGAAAGAAGAGAGTGCCCTTCGGGGAGCCCGATGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGA 
GATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCATCATTGAGTTGGGCACTCTAAATAGACTGCCCCGGTTAACGGGGAGGAAGGTGGG 
GATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGC TACACACGTGCTACAATGGATCGCACAAAGGGCAGCGAACTCGCGAGAGTAAGCCAATCCCAAAAAAC 
GGTCCTCAGTTCGGATTGGAGTCTGCAACTCGGCTCCATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCATGAGAGTTGGCTGTACCAGAAGTCGTCGGGCTAACCTTCGGGAGGCAGGCGCCTAAGGTATGGTTGATAATTGGGGTGAAGTCGTAAC 
AAGGTAACCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGT 
AACATTTCAAAAGCTTGCTTTTGAAGATGACGAGCGGCGGACGGGTGAGTAATGCCTAGGGAACTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAAT 
ACCGCATACGCCCTACGGGGGAAAAGAGGGGATCTTCGGACCTTCTGCGATTGGATGTACCTAGGTGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCG 
ACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAA 
GCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTAACGGTTAATACCCGTTAGCTGTGACGTTAC 
TCGCAGAAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTGAT 
TAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTCGAACTGGTCAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATG 
CGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCGTAAACGATGTCTACTCGGAATTTGGTGTCTTGAACACTGGGTTCTCAAGCTAACGCATTAAGTAGACCGCCGGGGAGTACGGCCGCAAGGTTAAAA 
CTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTCCAGA 
GATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATC 
CTTACTTGCCAGCGGGTAATGCCGGGAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGC 
TACACACGTGCTACAATGGTCGGTACAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCACAAAGCCGGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCC 
ATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGA 
AGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGGAAGAAAGCTTGCTTTCTTTG 
CTGACGAGCGGCGGACGGGTGAGTAATGCCTAGGGAACTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAAG 
AGGGGACCTTCGGGCCTTCTGCGATTGGATGTACCTAGGTGGGATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGACGATCCCTAGCTGTTCTGAGAGGAT 
GATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGT 
GAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGCGAGGAGGAAAGGTTAAGTGTTAATAGCGCTTAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTC 
GTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCT 
CAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTG 
GCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCG 
GAATTTGGTGTCTTGAACACTGGGTTCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTAGTGCCTTCGGGAACTC 
TGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTACTTGCCAGCGGGTCATGCCGG 
GAACTTTAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGAGTA 
CAGAGGGTTGCGAAGCCGCGAGGTGGAGCTAATCTCAGAAAGCTCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCG 
TGGATCAGAATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGG 
GCGTTTACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNGGCTCAGGACGAACGCTGGCGGCGTGCTTCACACATGCAAGTCGAACGGAAAGGCCCGCTTGCGGGTACTCGAGTGGCGAACGGGTGAGTAACA 
CGTGGGTAACCTGCCCCCATCTCTGGGATAACCGTTGGAAACGGCGGCTAATACCGGATACGACCACCTTCCGCATGGTTGGTGGTGGAAAGTTTTTGCGGTTGG 
GGAGGGACCCGCGGCCTATCAGCTTGTTGGTGCGGTAGTGGCGCACCAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGCGGTCGGTCACATTGGGACTGAGATAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTTCGGGTTGTAAACCT 
CTTTTATCCACCACGAAGGCTCCGTATTCGCGGGGTTGACGGTAGTGGTTGAATAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAG 
CGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTGATTGCGTCCGCCGTGAAAGGCCTCGGCTTAACCGGGGTTTTGCGGTGGATACGGGTCGACTT 
GAGGCAATTAGGGGAGATCGGAATTCTACGTGTAGCGGTGAAATGCGCAGATATGTGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGATTGTTCTGACGCTG 
AGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCTGTAAACGGTGGGCGCTAGGTGTGGGGTCACGTTGGTTGATTCTGTGCCGTAG 
CTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATG 
CAACGCGAAGAACCTTACCTAGGTTTGACATCACCCGGAAACCTCTAGAGATAGAGGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTG 
TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCCGTGTTGCCAGCATTCAGTTGGGGACTCACGGGAGACTGCCGGGGTTAACTCGGAGGAA 
GGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGTCTAGGGCTTCACGCATGCTACATTGGCCGGTACAGCGGGTTGCGATACCGTGAGGTGGAGCGAATCCCT 
GTAAAGCCGGTCTTGGTTCGGATTCGAGTCTGCAACTCGACTCGATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATGCGTTCCCGGGC 
CTTGTACACACCGCCCGTCACGTCATGAAAGTTGGCAACACCCGAAGCCTGCGGCCTAACCGGTTTACCGGAGGGAGTGGTCGAAGGTGGGGCTGGCGATTAGGA 
CGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCTGGCTCAGGACGAAC 
GCTGGCGGCGTGCTTCACACATGCAAGTCGAACGGAAAGGCTCCTTCGGGAGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCCCATCTTCG 
GGATAACTGCTGGAAACGGCGGCTAATACCGGATACGACTTGGTCTCGCATGGGACTGGGTGGAAAGCTTTTGTGGTTGGGGAGGGGCTCGCGGCCTATCAGCTG 


GTTGGTGGGGTGATGGCCTACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGCGGTCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATTTTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTTCGGGTTGTAAACCTCTTTTATCCATGACGAAGGCCAGCT 
TTTTGGTTGGTTGACGGTAGTGGTTGAATAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAA 
AGGGCTCGTAGGCGGCTCGTCGCGTCTGTCGTGAAAGGCTCCGGCTTAACCGGGGTTTTGCGGTGGATACGGGCGGGCTTGAGGCCAGTAGGGGAGATCGGAATT 
CTACGTGTAGCGGTGAAATGCGCAGATATGTGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCTGGTGCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAAC 
AGGATTAGATACCCTGGTAGTCCATGCTGTAAACGGTGGGCGCTAGGTGTGGGGCCACGTTGGTTGGTTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGG 
GGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTT 
TGACATCACCCGGAAAGCCTTGGAGACAAGGCCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCTTATCCCGTGTTGCCAGCAAGTAGTGTTGGGGACTCGCGGGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGAGGTCAAGTCATC 
ATGCCCCTTATGTCCAGGGCTTCACGCATGCTACATTGGCCGGTACAGCGGGTTGCGATACCGTGAGGTGGAGCGAATCTCTGTAAAGCCGGTCTTGGTTCGGAT 
TCGAGTCTGCAACTCGGCTCGATGAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACGT 
CATGAAAGTTGGCAACACCCGAAGCCTGCGGCCCAACCCGTTTACGGGAGGGAGTGGTCGAAGGTGGGGCTGGCGATTAGGACGAAGTCGTAACAGGTAGCCGTA 
CCGGAAGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTCACACA 
TGCAAGTCGAACGGAAAGGCCCGCTTGCGGGTACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCCCATCTCTGGGATAACCGTTGGAAACGGCG 
GCTAATACCGGATACGACCACCTTCCGCATGGTTGGTGGTGGAAAGTTTTTGCGGTTGGGGAGGGGCCCGCGGCCTATCAGCTTGTTGGTGCGGTAGTGGCGCAC 
CAAGGCTTTGACGGGTAGCCGGCCTGAGAGGGCGGTCGGTCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGCACAATG 
GGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCTTTCGGGTTGTAAACCTCTTTTATCCACCACGAAGGCCAGGTATTCGCCTGGTTGACGGTAGT 
GGTTGAATAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTGATT 
GCGTCCGCCGTGAAAGGCCTCGGCTTAACCGGGGTTTTGCGGTGGATACGGGTCGACTTGAGGCAATTAGGGGAGATCGGAATTCTACGTGTAGCGGTGAAATGC 
GCAGATATGTGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGATTGTTCTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGT 
CCATGCTGTAAACGGTGGGCGCTAGGTGTGGGGTCACGTTGGTTGATTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAA 
AACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTAGGTTTGACATCACCCGGAAACCTCT 
AGAGATAGAGGCCTCTTCGGACTGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCC 
CGTGTTGCCAGCATTCAGTTGGGGACTCACGGGAGACTGCCGGGGTTAACTCGGAGGAAGGTGGGGATGAGGTCAAGTCATCATGCCCCTTATGTCTAGGGCTTC 
ACGCATGCTACATTGGCCGGTACAGCGGGTTGCGATACCGTGAGGTGGAGCGAATCCCTGTAAAGCCGGTCTTGGTTCGGATTCGAGTCTGCAACTCGACTCGAT 
GAAGGTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTTGGCAACACCCGAA 
GCCTGCGGCCTAACCGGTTTACCGGAGGGAGTGGTCGAAGGTGGGGCTGGCGATTAGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGAACGCTGGCGGCATGCCTAACACATGCAAGTCGAACGAACCCTTCGGGGTTAGTGGCGC 
ACGGGTGCGTAACGCGTGGGAACCTGCCTTTAGGTTCGGAATAACTCAGAGAAATTTGAGCTAATACCGGATAATGTCTTCGGACCAAAGATTTATCGCCTTTAG 
ATGGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCGACGATCTATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGG 
CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCT 
TTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGG 
GCGTAAAGCGCGCGTAGGCGGCGATCCAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGAAACTAGGTTGCTAGAATACTGGAGAGGTGAGT 
GGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCACTGGACAGTTATTGACGCTGAGGTGCGAAAGCGTGGGGA 
GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCTCATAGAGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGC 
CTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAG 
CCTTTGACATCCTAGGACGGTTTCTGGAGACAGACTCCTTCCCTTCGGGGACCTAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCTCATCCTTAGTTGCCATCATTTAGTTGGGCACTTTAAGGAAACTGCCGGTGATAAGCCGGAGGAAGGTGGGGATGACGTCA 
AGTCCTCATGGCCCTTACAGGCTGGGCTACACACGTGCTACAATGGTATCTACAGTGAGCAGCGATCCCGCGAGGGTTAGCTAATCTCCAAAAGATATCTCAGTT 
CGGATTGTTCTCTGCAACTCGAGAGCATGAAGGCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCAGGCCTTGTACACACCGCCCGTC 
ACACCATGGGAGTTGGATTCACCCGAAGGTGGTGCGCTAACCTGCTTGCAGGAGGCAGCCAACCACGGTGGGTTCAGCGACTGGGGTGAAGTCGTAACAAGGTAG 
CCGTAGGGGAACCTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACATGCAAGTCGAACGGCAGCGCGGGGCAACCTGGCGGC 
GAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTGTGATGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGACCTAAGGGTGAAAGTGGGGG 
ATCGCAAGACCTCACGTCATAGGAGCGGCCGATGGCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGACCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGGGATGA 
AGGCCTTCGGGTTGTAAACCACTTTTGGCGGGGGCGAAATATCGAGTGCTAATACCATTCGGTGATGACGGTACCCGCAGAATAAGCACCGGCTAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTAAGTAAGACAGATGTGAAATTCCCGGGCTCAACC 
TGGGAACTGCATTTGTGACTGCTTGACTAGAGTGCGGCAGAGGGGAGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAA 
GGCAACTCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTTGTT 
GGACGGGTTACTGTTCAGTAACGTAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGC 
GGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGCCAGGAACTTACCAGAGATGGTTTGGTGCTCGAAAGAGAGCCTGGAC 
ACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGCAAGAGCACTCTAATG 
AGACCGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTACACACGTCATACAATGGGCGGTACAGAGGGTTGC 
CAACCCGCGAGGGGGAGCCAATCCCTTAAAACCGCTCGTAGTCCGGATTGTAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCTT 
GCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGAAGTGGGGTTTACCAGAAGTAGTTAGCTTAACCGCAAGGNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGCCCTTCG 
GGGTGCTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTTGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGACTCCGGCCTTC 
ATGGGTTGGGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAG 
AGGGTGACCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCG 
TGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACAGACGAAGCGCAAGTGACGGTATGTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACTCACAGCTTAACTGTGGGCGTGC 
GGGCGATACGGGCAGACTGGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTC 
TGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTC 
CTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCTGGTAGAGATATCAGTTCCCTTGTGGCCTGTGTGCAGGTGGTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCGGGTTATGCCGGGGACTCGTAGGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATG 
CCGTGAGGTGGAGCGAATCCTTGTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGA 
AGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGTGCCTAATACATCGCAAGTCGAGCGGATGAAAGAGAGCTTGCTCTCTGGATTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACC 
TGCCTGTAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACTTCTTTTCCCGCATGGGGAGAGGTTGAAAGACGGTTATGCTGTCACTTACAGAT 
GGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCC 


CAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGACGAAGGCCTTCGGGTCGTAAAACTCTGT 
TATCAGGGAAGAACAAGCATCGTTTAACTGACGGTGCCATGACGGTACCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTGTCCGGAATTATTGGGCCGTAAAGCGCGCGCAGGCGGCTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAG 
GCAGTTGTGCAGAAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAAAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGAC 
GCTGAGGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTG 
CAGCAAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCG 
AAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGACCGGTCTGGAGACAGATCTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAAC 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAGAGGGCAGCGAGACCGCGAGGTGGAGC 
GAATCCCTTAAAACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAGCCAGCCGCCGAAGGTGGGACAGATGATTGG 
GGTGAAGTCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGTAAGAC 
CGGGATAACTTGCGGAAACGTGAGCTAATACCGGATAATTTCTTTCTTCGCATGAAGGAAGGTTAAAAGACGGTTATGCTGTCACTTACAGATGGGCCCGCGGCG 
CATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAACTCTGTTATCAGGGAAGA 
ATCCGTGCCGGAGTAACTGCCGGTGCGTTGACGGTACCTGACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCC 
GGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGGCTTGAGTGCAG 
AAGAGAAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTTTGGTCTGTAACTGACGCTGAGGCGCGA 
AAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCAAACGCAT 
TAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAA 
GAACCTTACCAGGTCTTGACATCCCAATGGCMGCTTTAGAGATAGAGCCTTCCCTTCGGGGACATTGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTGAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTG 
GGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAGACCGCAAGGTGGAGCGAATCCCATAAA 
ACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGCCTAACCGCAAGGAGGGAACCGCCGAAGGTGGGACAGATGATTGGGGTGAAGTCGTA 
ACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCCTAATACATACCAGTCGAGCGGAACCTTTGG 
AGCTTGCTTCATAAGTTTAGCGGCCGACGGGTGAGTAACACGTGGGCAACCTGCCCTGCAGATCGGGATAACTCCGGGAAACCGGTGCTAATACCGAATAGTTTG 
TTTCACCTCCTGGTGAAACACGGAAAGACGGTTTCGGCTGTCACTGCAGGATGGGCCCGCGGGGGATTAGCTAGTTGGTGGGGTAATGGCCCACCAAGGCGACGA 
TGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCT 
GACGGAGCAACCCCGCGTGAGTGACGAAGGTTTTCGGATCGTAAAACTCTGTTGTGAGGGAAGAACACGTACCAGCTAACTACTGGTACCTTGACGGTACCTCAC 
CAGAAAGCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGACGGTCCTTTAAGTG 
TGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAGGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGA 
GATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCCCCTGGGGAGTACGGCCCCAAGGCTGAAACTCA 
AAGGAATTGACGGGGGCCCGCACAAGCCGTGGACCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCGCTGCCCGGCGTAGAGAT 
ACGCTTTTCCCTTCGGGGACAGCGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCT 
TAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACA 
CACGTGCTACAATGGACGGTACAAAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAACCGTTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGA 
AGCCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTC 
GGTGAGGTAACCGTTCGCGGAGCCAGCCGCCGAAGGTGGGACAGATGATTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGA 
ACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGATTAGCTTGCTAATCGCTGACGAGTGGCGGACGGGTGAGTAATGCTTGGGAACTTGCCTTT 
GCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTTCGGACCAAACGGGGCTNCGGCTCCGGCGCAAAGAGAGGCCCAAGTGAGATTAGCTA 
GTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGC 
AGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAAGTTAGT 
AGTTAATACCTGCTAGCCGTGACGTTAACAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACT 
GGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGCTAGATGTGAAAGCCCCGAGCTCAACTTGGGATGGTCATTTAGAACTGGCAGACTAGAGTCTTGGAGAGGGGA 
GTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGACTCCCTGGCCAAAGACTGACGCTCATGTGCGAAAGTGTGGG 
TAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGCTGTCTACTAGCTGTGTGTGCCTTTAAGGCTGTGCGTAGCGAAGCTAACGCGATAAGTAGAC 
CGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTAC 
CTACACTTGACATGCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGG 
TTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTAGGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTC 
AAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCATTTACAGAGGGAAGCGAGACAGTGATGTGGAGCGGACCCCTTAAAGAATGTCGTAG 
TCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGAATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCG 
TCACACCATGGGAGTGGGATGCAAAAGAAGTAGTTAGTCTAACCTTCGGGAGGACGATTACCACTTTGTGTTTCATGACTGGGGTGNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGAGTTATCTGAACCTTCGGGG 
AACGATAACGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAACGTCTAC 
GGACCAAAGAGGGGGACCTTCGGGCCTCTCGCTTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGT 
CTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATG 
CCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGCAGTATAGTTAATAGCTGTATTGTTTGACGTTAGCGACAGAAGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAA 
GCCCGGGGCTCAACCTCGGAACCGCATTTGAAACTGGCAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGG 
AATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTTTCAGAGATGAATTGGTGCCT 
TCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTGTTTGCCAGCGA 
GTAATGTTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACA 
ATGGCGCATACAGAGGGCAGCCAACCAGCGATGGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCG 
CTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTGGGTAGTTTAAC 
CTTCGGGAGGACGCTCACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGCTGNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCTCTTCGGAGGTCAGCGGCGGACGGGTGAGGAACA 
CGTGGGTAATCTGCCTTTCAGACCGGAATAACGCCCGGAAACGGGCGCTAATGCCGGATACGCCCGATGGGAGGCATCTCATGTCGGGGAAAGGGCCAACCGGTC 
CGCTGAGAGAGGAGCCCGCGGCGCATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATGCGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACT 
GAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTTG 


TAAAGCTCTGTTGCTCGGGGAGAGCGGCGCAGGGAGGGGAAAGCCCTGCGCGAGACGGTACCCGAGTGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGT 
AAAACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGTCGAGCAAGTCTGGAGTGAAAGTCCGTGGCTCAACCATGGGATGGCTC 
TGGAAACTGCTTGACTTGAGTGCTGGAGAGGCAAGGGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCTGTGGCGAAGGCGCCTTGCTG 
GACAGTGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTGGGGGGACACAC 
CCCAGTGCCGAAGGAAACCCAATAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCTCTGACGGATGCAGAGATGCATCTTCCCTTCGGGGCAGAGGAGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTCAGTCCCGCAACGAGCGCAACCCTTGACCTGTGTTACCAGCGCGTGAGGGCGGGGACTCACAGGTGACTGCC 
GGCGTAAGTCGGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTGATGTCCTGGGCGACACACGTGCTACAATGGGCGGTACAAAGGGAGGCGAAGCCGCG 
AGGCGGAGCGAAACCCAAAAAGCCGCTCGTAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTCGGCAACACCCGAAGTCGGTGAGGTAACCCGCAAGGGAGCCAGCCGCCGAAGGTGGGG 
TCGATGATTGGGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAA 
GGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTAATCTGCCCTTCACTCTGGGATAGCCACCGGAAACGGTGATTAATACCGGATATGACA 
CACTTCTGCATGGAATGTGTGTGGAAACTTTTTTGGGTGGGGGATGTGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCTTCGACGGGTAG 
CCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCTGATCCAG 
CAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACCGACGAAGCGCAAGTGACGGTAGGTGCAGAAGAAGGACCGGCCAACTACGTGCC 
AGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTCGCGTCGGGAGTGAAAACACCGGGCTTAACT 
CGGTGCTTGCTTTCGATACGGGCAGACTTGAGGTATGCAGGGGAGAACGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA 
GGCGGTTCTCTGGGCATTACCTGACGCTGAGGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGTTGGGCGCTAGGTGTG 
GGATCCATTCCACGGGTTCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACA 
AGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAGCATCAGAGATGGTGCCCCTTTTTGTAGATATACA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCGACAGCGAGCGCAACCCTCGTCCTATGTTGCCAGCAACCACTTCGGTGGGTTGG 
GGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTA 
CAGAGGGCTGCGATCCTGTGAGGGTGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCG 
CAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCNCGTCACGAAAGTCGGCAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCACTTCGGTGGTACTCGAGCGGCGAACGGGTGAGTA 
ACACGTGAGTAATCTGCCCTTGGCTTTGGGATAGCCACCGGAAACGGTGATTAATACCGAATATGACCACTTCACGCATGTGATGGTGGTGGAAAGTTTTTCGGC 
CAGGGATGTGCTCGCGGCCTATCAGCTTGATGGTGAGGTAATGGCTCACCATGGCTTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGTCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCTGATCCAGCAACGCCGCGTGAGGGATGACTGCCTTCGGGTTGTAAA 
CCTCTTTCGGTGGGGACGAAGCGCAAGTGACGGTACCCACTAAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCG 
GAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTTGTCGCGTCGGGAGTGAAAACGCCGTGCTTAACACGGCGCTTGCTTTCGATACGGGCAGACTAGAGGTATTC 
AGGGGAGAACGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTCTCTGGGAATGACCTGACGCTGAGGAGCGAA 
AGTGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGTTGGGCGCTAGGTGTGGGGTCCATTCCACGGATTCCGTGCCGCAGCTAACGCAT 
TAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAA 
GAACCTTACCTGGGTTTGACATACACCCTGCCGCTCCAGAGATGGGGCTTCTTTTGGGGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTATGTTGCCAGCACGTAATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAT 
GACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATCCCGTAAGGGGGAGCGAATCCCAAAAAGCCGG 
TCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCNCGTCACGAAAGTCGGCAACACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCA 
GATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGRGKWGCTTGCWMCTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAAC 
ATGCCTTGAGGTGGGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGG 
ATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAA 
AGGTTAGTAGTTAATACCTGCTAGCTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCG 
GAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCTGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGAT 
AGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAA 
AGCGTGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGGTCCTCGGACTTGTTTTTCAAAGCTAACGCATTAA 
GTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAA 
CCTTACCTACACTTGACATACAGMGAACTTACCAGAGATGGTTTGGTGCCTTCGGGAACKCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGAT 
GTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGG 
ACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACCTGCGAAGGTAAGCGAATCACTTAAAGTG 
CGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACA 
AGGTAGCCCTAGGGGAACCTGCGGYTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGTGGATGAGTGGCG 
AACGGGTGAGTAACACGTGAGTAACCTGCCCTCCACTTCGGGATAAGCACTGGAAACGGTGTCTAATACTGGATGTGACATCAGCCTGCATGGGTTGGTGTGGAA 
AGATTTTTTGGTGGTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACA 
CTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCT 
TCGGGTTGTAAACCTCTTTCAGCCTTGACGAAGCCCTTTGGGGTGACGGTAGGGGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGG 
GTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGTGGGTACGGG 
CAGGCTAGAGTGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATGACT 
GACGCTGAGAAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGTCCCATTCCACGGGGTCCGT 
GCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAA 
TTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGACGATCGCAGAGATGTGGTTTCCCTTTGTGGCTGGTGTACAGGTGGTGCATGGTTGTCGT 
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCAACACCTTTGGGTGGTTGGGGACTCATGGGAGACTGCC 
GGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTACGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATCCCGT 
GAGGGGGAGCGAATCCCAGAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCCTTTGTGGGGAGGGAGCTGTCGAAG 
GTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGATGGGAGCTTGC 
TCCCAGGCGTCGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGGTAGTGGGGGATAACCTGGGGAAACTCAGGCTAATACCGCATACGTCCTACGGGA 
GAAAGCAGGGGATCTTCGGACCTTGCGCTATCGGATGAGCCTATGTCGGATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCCGCGATCCGTAGCTGGTCTGA 
GAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGC 
GTGTGTGAAGAAGGCCCTCGGGTTGTAAAGCACTTTCAGTGAGGAAGAAGGCTTGTGGGTTAATACCCCGCAAGAAGGACATCACTCACAGAAGAAGCACCCGGC 
TAACTCCGTGCCAGCAGCCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTTGATAAGCCGGTTGTGAAAGC 
CCCGGGCTCAACCTGGGAACGGCATCCGGAACTGTCAGGCTAGAGTGCAGGAGAGGAAGGTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAA 


TACCAGTGGCGAAGGCGGCCTTCTGGACTGACACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG 
TCGACTAGCCGTTGGGGTCCTCGAGACCTTTGTGGCGCAGTTAACGCGATAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGG 
GGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCGAGCGAACTTTCCAGAGATGGATTGGTGCCTTC 
GGGAACGCTCAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCCTATTTGCCAGCGATT 
CGGTCGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGGTAGGGCTACACACGTGCTACAATG 
GCCGGTACAGAGGGTGGCAATACCGCGAGGTGGAGCTAATCTCAAAAAGCCGGTCTCAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGAAGTCGGAATCGCTA 
GTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGACTGCACCAGAAGTGGTTAGCCTAACTTC 
GGAGGGCGATCACCACGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTC 
GAGCGCGAAAGTTCCTTCGGGAACAAGTAGAGCGGCGGACGGGTGAGTAACGCGTGGGAAATTGCCCAGTAGTGGGGGACAACAACCGGAAACGGTTGCTAATAC 
CGCATACGCCCTACGGGGGAAAGCGGGGGATCTTCGGACCTCGTGCTATTGGATATGCCCGCGTCGGATTAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGAC 
GATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC 
CTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAAGGCCCTAAAGTTAATACCTTTGGGGATTGACGTTACCT 
ACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTTAGTTA 
AGCTGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCAGAACTGGCTGGCTAGAGTACGAGAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCG 
TAGATATAGGAAGGAACATCAGTGGCGAAGGCGACTGCCTGGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC 
CACGCCGTAAACGATGTCTACTAGTCGTAGGGTTCCTTGAGGACTTTGTGACGCAGCTAACGCAATAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAAC 
TCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCTCAGAACTTTGCAGAG 
ATGCATTGGTGCCTTCGGGAACTGAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCC 
CTAGTTGCCAGCACTTCGGGTGGGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTCCTGGGCTA 
CACACGTGCTACAATGGTTGGTACAGACGGTCGCTAAGCCGCGAGGTGGAGCTAATCCGAGAAAACCAATCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGT 
GAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCAGAAG 
TGGCTAGTCTAACCTTCGGGAGGACGGTCACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCTCCAGCT 
TGCTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTTCCCTTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATACGACCTCCT 
ATCGCATGGTATGGGGGTGGAAAGATTTATCGGTCTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGG 
CCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGAC 
GCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCCTTCGGGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAG 
CAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGTGAAAGTCCGGGGCTTAACCCC 
GGATCTGCGGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGG 
CAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGG 
GGACATTCCACGTTTTCCGCGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGTTCCCGACCGGGCCAGAGATGGTCTTTCCCCTTTGGGGCGGGTTCA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGGGTTATGCCGGGGACT 
CATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATG 
GGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGAT 
CAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGGGGGAG 
CCGTCGAAGGTGGGACTGGCGATTGGGAATAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCAAGTCGAA 
CGGCAGCGCGGGGGCAACCGTGGCGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCCAAGAGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCG 
CATACGATCTAAGGATGAAAGCAGGGGATCGCAAGACCTTGTGCTCCTGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCAACGA 
TCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCT 
GATCCAGCAATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAAAGGCTGTGGCTAATATCCACAGCTGCTGACGGTACCTGA 
AGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTCGTAAG 
TCTGTCGTGAAATCCCCGGGCTTAACCTGGGAATGGCGATGGAGACTGCGAAGCTAGAGTT TGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTA 
GAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGTCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCCTAAACGATGTCTACTAGTTGTTGGGTCTTAATTGACTTAGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCA 
AAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGCAGGNATCCCGGAGAGATT 
TGGGAGTGCTCGAAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCAT 
TAGTTGCTACGCAAGAGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGT 
CATACAATGGTACATACAGAGGGCCGCCAACCCGCGAGGGGGAGCTAATCCCAGAAAGTGTATCGTAGTCCGGATTGTAGTCTGCAACTCGACTACATGAAGTTG 
GAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTTTACCAGAAGTAGGTAG 
CTTAACCGCAAGGAGGGCGCTTACCACGGTAGGATTCGTGACTGGGGTGAAGTCGTAACAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNAGTCGAGCGGTAAGGCCCCTCTGGGGGCACACGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGGCGCAAAC 
GCCGTCTAATACCGGATACGACCCTCCGGCTCATACCGTGGGGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAAAGG 
CCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATCTTGCG 
CAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACTCCTTTTACCACTCACGCAGGCTCCCAGTTCTCTGGGGGTTGA 
CGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCG 
GCGTGTCGCGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGTTTTGCAGTGGATACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCTTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCATGCCGTAAACGATGGGCGCTAGGTGTGGGGACTTTCCACGGTTTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAA 
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCACCCGTGG 
ACCTGCAGAGATGTGGGGTCATTTGGTTGGCGGGTGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTTCCATGTTGCCAGCACGTGATGGTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGT 
CTTGGGCTGCAAACATGCTACAATGGCCGGTACAGTGGGCGTGCGATGCCGTAAGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAAC 
TCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGC 
AACACCCGAAACTTGCGGCCCAACCCCTTTGTGGGAGGGAGTGAGTGAAGGTGGGGCTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTCGGAGATACTCGAGT 
GGCGAACGGGTGAGTAACACGTGGGTAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGAATAGGACCACTTGGCGCATGCCTTGTGGT 
GGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGC 
CACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACG 
GCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGGTCCGGGTTTTCTCGGATTGACGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGC 
GGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTC 
TGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTC 


CTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATGGACGGGGGCCCGCACAAGCGGCGGAG 
CATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCCGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAGAC 
TGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATG 
CCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGC 
TGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTGGGAGGGAGCTGTCGAAGG 
TGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGATTGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGTGCGAGAAAGTTTCCTTCGGGAAATGAGTAGAGCGGCGCACGGGTGAGT 
AACGCGTGGATAATCTGCCCATCAGATCGGGATAACAGAAGGAAACCTCTGCTAATACCGGATACGCTTCATATTTAACTTTATGAGGGAAAGGTGGCCTCTGCT 
TGCAAGCTATCACTGATGGATGAGTCCGCGTCTCATTAGCTTGTTGGTAAGGTAACGGCTTACCAAGGCAACGATGAGTAACTGGTCTGAGAGGATGATCAGTCA 
CACTGGAACTGAAACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCCGACGCAGCGACGCCGTGTGAGGGAAGAAGGC 
TTTAGGGTCGTAAACCTCTGTCAGGAGGGAAGAACCACATAAGATTTAATAAATCTTTTGTTCTGACGGGACCTCCAGAGGAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCGCGTAGGCGGCGATGTAAGTCAGGTGTGAAAGCCCTCGGCTCAACCGG 
GGAATTGCACTTGATACTGCATTGCTTGAGTATCGGAGAGGATGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGTGGCGAAGG 
CGGCCATCTGGACGATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTCGG 
GGGCTAACCCCTTCGGTGCCGCAGTTAACGCGTTAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG 
TGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTGGACTTGACATCCTAGGAATCTCTAAGAAATTAGAGAGTGCCCTTCGGGGAATCTAGTGAC 
AGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATCAGTTGCCATCACATAATGGTGGGCACTC 
TGGTGAGACTGCCCGGGTTAACCGGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTCCAGGGCTACACACGTACTCCAATGGCGGATACAAAGG 
GTAGCGAAACCGCGAGGTGAAGCCAATCCCAAAAAGTCCGTCCCAGTCCGGATCGCAGTCTGCAACTCGACTGTGTGAAGTTGGAATCGCTAGTAATCCCGGATC 
AGCATGCCGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGCTGGTTCTACCCGAAATCGACGGACTAACCTTCGGGAGGTAGTCG 
CCTACGGTAGGGCTAGTGATTGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTGAACGCTGGCGGCGTGCCTAACACATG 
CAAGTCGAGCGAGAAAGGGTCCTTCGGGACCTGAGTAGAGCGGCGCACGGGTGAGTAACGCGTAGGTGATCTACCCTTAGGATTGGGATAACAGTTGGAAACGGC 
TGCTAATACCGGATACGCTCCATATTTAGCTTTATGGGGGAAAGGTGGCCTCTGCATGCAAGCTACCACCTAAGGATGAACCTGCGTCTCATTAGCTTGTTGGTG 
GGGTAATGGCCTACCAAGGCGACGATGAGTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGGAACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGGCCTTCGGGTCGTAAACCTCTGTCAGAAGGGAAGAAACCCTTGAGGGCGAA 
TAGGCCTTTTGGCTGACGGTACCTTCAGAGGAAGCACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCAAGCGTTAATCGGAATCACTGGGCGT 
AAAGCGCACGTAGGCGGCGCGGTCAGTCAGATGTGAAAGCCCTCGGCTCAACCGAGGAATTGCATTTGATACTGCCGTGCTCGAGTACTGGAGAGGCAGGCGGAA 
TTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATGCTAGGTGTCGGGGGGTTCACCTTCGGTGCCGCAGTTAACGCGTTAAGCATCCCGCCTGGGG 
AGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTAGGCTTG 
ACATCCTGAGAACCCTCCCGAAAAGGAGGGGTGCCCTTCGGGGAATTCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTTGTTTCTAGTTGCCAGCACATAATGGTGGGCACTCTAGTGAGACTGCCGGGGTTAACCCGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGGCCCTTACGCCTAGGGCTACACACGTACTACAATGGCACGTACAAAGGGTTGCTAAGCCGCGAGGCCACGCCAATCCCAAAAAACGTGTCCCAGTCCGG 
ATTGCAGTCTGCAACTCGACTGCATGAAGTTGGAATCGCTAGTAATCCCAGATCAGAATGCTGGGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCACGAAAGCTGGTTCTACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCACGCCTAACACATGCAAGTCGAGCGGTAG 
CAGGGGCTAGTAGCAATACTAGCTGCTGACGAGCGGCGGACGGGTGAGGAATACGTAGGAACCTGCCCTCAAGCGGGGGATAACCAAGGGAAACTTTGGCTAATA 
CCGCATAATCTCGAGAGAGTAAAGCTGCCCGCGAGGGTGGCACTTGAGGAGGGGCCTGCGTCCGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGGTGAT 
CGGTAACTGGTCTGAGAGGACGACCAGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTG 
ATCCAGCGATGCCGCGTGAGTGAAGAAGGCCCTCGGGTCGTAAAGCTCTTTAGGTTGGGAAGAAGTGTGCCCGGTGAATATCCGGGTATGTTGACGGTACCGACA 
GAATAAGCACCGGCAAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTAAGATGTGT 
GTGGTGTGAAAGCCCCGGGCTTAACCTGGGAAGTGCATCGCAAACTATCTAACTGGAGTATATGAGAGGGTGGCGGAATTTCCGGTGTAGCGGTGAAATGCGTAG 
AGATCGGAAGGAACGTCAATGGCGAAGGCAGCCACCTGGCATAATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAC 
GCTGTAAACGATGAGGACTAAATGTTGGTAGGGGAACCTATCAGTATTGAAGCTAACGCGATAAGTCTTCCGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAA 
ATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTGCGAATCCCGATGAGAGTT 
GGGAGTGCCGAAAGGAACGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAG 
TTGCCAGCATTTAAGTTGGGGACTCTAAGGAGACTGCCGGTGAGGAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCTTTATGGGTAGGGCTACACA 
CGTGCTACAATGGGGCGTACAGAGGGTCGCGAACCCGCGAGGGGGAGCTAATCTCATAAAGCGTCTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAG 
TTGGAATCGCTAGTAATCGCGAATCAGCAACGTCGCGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGGGAGTGGATGGTACCAGAAGTGGG 
TAGTTGAACCGAAAGGGAGACGCTTACCACGGTATGATTCATGACTGGGACGAAGTCGTAACAAGGTAGCCGTAGGGGAACCNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCACGCCTAACACATGCAAGTCGAGCGGTAACAGGATCTGTAGCAATACAGATTGCTGACGAGCGGCGGACGGG 
TGAGGAACACGTAGGAACTTGCCTGGGAGAGGGGGATAACCAAGGGAAACTTTGGCTAATACCGCGTAAACTCGAGAGAGCAAAGCTGCCCCGCACTTGTTGCGG 
GGTGGCGCTTCCAGAGAGGCCTGCGTCCGATTAGCTAGTTGGTGGGGTAAGAGCTCACCAAGGCGATGATCGGTAACTGGTCTGAGAGGACGACCAGTCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGGGCAACCCTGATCCAGCGATGCCGCGTGAGTGAAGAAGGCCTTCG 
GGTCGTAAAGCTCTTTAGGTTGGGAAGAAGTGTGTATGAGGATAATTCATGCACATTGACGGTACCGACAGAATAAGCACCGGCAAACTCTGTGCCAGCAGCCGC 
GGTAATACAGAGGGTGCAAGCGTTGATCGGAGTTACTGGGCGTAAAGGGCGCGTAGGCGGATGAGTGTGTGTGATGTGAAAGCCCCGGGCTTAACCTGGGAAGCG 
CATCGCAAACTACTGATCTGGAGTATGGGAGAGGGTGATGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACGTCAATGGCGAAGGCAGTCAC 
CTGGCCCAATACTGACGCTGAGGNGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAGGACTAGATGTTGATTGGGGA 
ACCAAGCAGTATCGAAGCTAACGCGATAAGTCTTCCGCCTGGGAAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCA 
TGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTGCGAATCCCGATGAGAGTTGGGAGTGCCGAAAGGAACGCAGAGACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCCTTAGTTGCCAGCATTAAGTTGGGGACTCTAAGGAGACTG 
CCGGTGAGGAACCGGAGGAAGGCGGGGACGACGTCAAGTCATCATGGCCTTTATGGGTAGGGCTACACACGTGCTACAATGGGGCGTACAGAGGGTAGCCAACCC 
GCGAGGGGGAGCCAATCTCAGAAAGCGTCTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAACGTCGC 
GGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGGGAGTGGATGGTACCAGAAGTGGGTAGTTGAACCGAAAGGGTGACGCCTACCACGGTAT 
GATTCATGACTGGGACGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAAGTCGAACGGAGC 
GAAATGGAAGCTTGCTTCTATGGAACTTAGTGGCGAACGGGTGAGTAACGCGTAATCAACCTGCCCTTCAGAGGGGGACAACAGTTGGAAACGACTGCTAATACC 
GCATACGATTCAACTTCGGCATCGAGGATGAATGAAAGGTGGCCTCTATTTATAAGCTATCGCTGAAGGAGGGGATTGCGTCTGATTAGCTAGTTGGAGGGGTAA 
CGGCCCACCAAGGCGATGATCAGTAGCCGGTCTGAGAGGATGAACGGCCACATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTT 
CCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTAATCGGGACGAAAGGTCCTCTTGTGAATAATTA 
GAGGGATTGACGGTACCGGAATAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCG 
CGCGCAGGCGGATTAGTCAGTCTGTCTTAAAAGTTCGGGGCTAAACCCCGTGATGGGATGGAAACTGCTAATCTAGAGTATCGGAGAGGAAAGTGGAATTCCTAG 
TGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACGAAAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGAT 
TAGATACCCCGGTAGTCCTGGCCGTAAACGATGGGTACTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGGAGTTAACGCAATAAGTACCCCGCCTGGGGAGTA 


CGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCAGGTCTTGACAT 
TGATGGACAGAACTAGAGATAGTTCCTCTTCTTCGGAAGCCAGAAAACAGGTGGTGCACGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCCTATCTTATGTTGCCAGCACTTTGGGTGGGAACTCATGAGAGACTGCCGCAGACAATGCGGAGGAAGGCGGGGATGACGTCAAATCATCATGC 
CCCTTATGACCTGGGCTACACACGTACTACAATGGGAGTTAATAGACGGAAGCGAAGCCGCGAGGTGGAGCAAACCCGAGAAACACTCTCTCAGTTCGGATCGTA 
GGCTGCAACTCGCCTACGTGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGA 
AAGTCGGAAGTGCCCAAAGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGACGAACGCTGGCGGCGTGCCTAACACATGCA 
AGTCGAGCGAAGTATATTTAAGTGAAGTTTTCGGACGGAACTTAAATATATCTTAGCGGCGGACGGGTGAGTAACGCGTGAGCAACCTGCCTTTCACAAAGGGAT 
AGCCTCGGGAAACTGGGATTAATACCATATGAAACTTAACTTTCGCATGAAAGATAAGTCAAAGCGAATAAGCGGTGAAAGATGGGCTCGCGTCCTATTAGCTAG 
TTGGTGAGGTAACGGCTCACCAAGGCGACGATAGGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA 
GTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTAGGGGAAGATAATGACGGT 
ACCCTAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTCT 
GATAAGTCAGATGTGAAAGGCGTAGGCTTAACCTATGTAAGCATATGAAACTGTCAGACTTGAGGTAAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAAT 
GCGTAGATATTAGGAGGAATACCAGTGGCGAAGGCGACTTTCTGGACTTAAACTGACGCTGAGGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
GTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGTAGAAATATTCGGTGCCGCAGCTAACGCAATAAGCACTCCGCCTGGGGAGTACGTACGCAAGTATGAAAC 
TCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATGCCCCTGACATCACTAGA 
GTAGTGAGTTATCCTTTCGGGGATACAGGGACACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
GTATTTAGTTGCCAGCATTAAGTTGGGCACTCTAGATAGACTGCCGTGGACAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTCCTGGG 
CTACACACGTGCTACAATGGTCGGTACAACGAGCAGCAAGCTAGCGATAGCAAGCGAATCTCTAAAAGCCGATCCCAGTTCGGATTGTAGGCTGCAACTCGCCTA 
CATGAAGTCGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTTGTCAATACCCG 
AAGCCAGTGAGCTAACCAGAAATGGAGGCAGCTGTCGAAGGTAGGGCCAATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAAAGGTCTCTTC 
GGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACTTGGC 
GCATGCCTTGTGGTGGAAAGCTTTTGCGGTGTGGGATGGGCCCGCGGCCTATCAGCTAGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTG 
AGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCG 
CGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCG 
CGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAAACCGGGGGCTTAACCCTCGGCGT 
GCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTC 
TCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCT 
TCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGG 
AGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGT 
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGCGGGTAATGCCGGGGACTCGTGAGAG 
ACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGA 
TGCCGCAAGGTTAAGCGAATCCTTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAAC 
GCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTTGGGAGGGAGCTGTCGAA 
GGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGCTTAACACATGCAA 
GTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATA 
CCGGATATGACCTGGAACTGCATGGTTTCGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCG 
ACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCC 
AACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTCTGTCACGTCTTCTGTGAAAACTC 
ACAGCTCAACTGTGAGCTTGCAGGCGATACGGGCAGACTAGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACA 
CCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGG 
TACTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGG 
GGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTG 
TGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAA 
TGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGG 
CCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAG 
TAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCC 
TTGTGGGAGGGAGCCGTCGAAGGTGGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAA 
CGCTGGCGGCGTGCCTAAAACATGCAAGTCGAACGGATATACTAACATTAAGCGATTAATGGGAGTATATTAGTGGCGGACGGGTGAGTAACACGTGAACAACCT 
GCCCTGTACAGGGGGATAACAGACCGAAAGGACTGCTAATACCCCATGAGACCACAGCATCGCAAGATGCGGGGGTCAAAGGAGCAATCCGGTATAGGAGGGGTT 
CGCGGCCCATTAGCTAGTTGGTGAGGGTAGAAGCCCACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGA 
CTCCTACGGGAGGCAGCAGTTGGGGATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGGTCTTCGGATTGTAAACCTCTGTCGAG 
TGGGAAGAAAGAAATGACAGTACCACTGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGAATTACTGGGCG 
TAAAGGGCGTGTAGGCGGTAGAGCAAGTCAGGTGTGAAACCCCCGGGCTCAACTCGGGGCATGCATCTGAAACTGCGATACTTGAGTGCAGGAGAGGGAAGCGGA 
ATTTCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGCCTGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCG 
AGCAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGGATACTAGGTGTAGGTGGTATCAAAGCCATCTGTGCCGAAGTTAACACATTAAGTATCCCGCCT 
GGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCGTGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGT 
TTTGACATGCATATGAATTATGCAGAAATGCATGAGGCTTATCGAAAGATAAGACATATGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCAGCACGTAGAGGTGGGCACTCTAACGAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGA 
CGTCAAATCATCATGCCCCTTATGATCTGGGCTACACACGCGCTACAATGGCCGGAACAAAGAGGAGCGAAGCGGTAACGCAGAGGGAATCTCAAAAAACCGGTC 
TCAGTTCAGATTGTGGGCTGCAACCCGCCCACATGAAGAAGGAGTTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCG 
CCCGTCACACCATGAGAGTCTACAACACCTTAAGCCGGTGAGCTAACCGCAAGGAGGCAGCCGTCCAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGT 
AGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCATGGCTCAG 
GACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGGTTACATTGAAACGCAAGTAGATATGTAACCTTAGTGGCGGACGGGTGAGTAACGCGTGGA 
TAACCTGCCTGACTGACCGGGACAACACCGGGAAACTGGTGCTAATACCGGATACGCTCACAGTGACACATGTTATAGTGAGGAAAGGGGAAACCCGCAGACAGA 
TGGGTCCGCGTCCCATTAGCTAGTTGGTGGTGTAAGAGACTACCAAGGCGACGATGGGTAGCCGGCCTGAGAGGGTGGACGGCCACACTGGAACTGAGACACGGT 
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAATGAAGAAGGCCTTCGGGTTGTAAAATTCTG 
TCTTCAGGGAAGAAAAAAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTTGTCCGGAATTACT 
GGGCGTAAAGGGCGTGTAGGCGGTCATTTAAGTCAGAGGTGAAAACTACCGGCTTAACCGGTAGCCTGCCTTTGAAACTGGGTGACTTGAGGGCAGGAGAGGGGA 
GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGTTTCTGACGCTGAGGCGCGAAAGCGTGGG 
TAGCGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGTAGGAGGTATCGACCCCTTCTGTGCCGTAGCTAACGCAATAAGCACCC 
CGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTAC 


CAGGGTTTGACATCCTCTGACAGCGTATGAAAGTACGTTTTCTGGCTTCGGTCAGACAGAGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTACGTTTAGTTGCTAACATGTAGTGATGAGCACTCTAGAAGAACTGCCGTTGACAAAACGGAGGAAGGTGGGGAT 
GACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGAAGCGAAGCCGCGAGGTGGAGCAAATCCGATAAAAGCCG 
GTCTCAGTTCGGATTGCAGGCTGCAATTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACA 
CCGCCCGTCACACCACGAAAGCGAGCAACACCCGAAGCCGGTGACTTAACCCGAAAGGGAGAGAGCTGTCGAAGGTGGGGTTGGTGATTGGGGTGAAGTCGTAAC 
AAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCT 
GGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCCATTAG 
CGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGACATTTTCTGGCATCAGAGAATGTTAAAAGGTCCGTTTGGATCACTAATGGATGAGGATGCGGC 
GTATTAGTTAGTTGGTGGGGTAATGGCCTACCAAGACAATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATCGGGACTGAGACACGGCCCGAACTCCTAC 
GGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGACTGAAGACGGTCTTCGGATTGTAAAGGTCTGTTGTAAGGGAAG 
AACAGTAAGTATAGGAAATGATACTTATTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATC 
CGGATTTATTGGGCGTAAAGCGTGCGCAGACGGTTTAACAAGTTTGGGGTCAAATCCTGGAGCTCAACTCCAGTTCGCCTTGAAAACTGTTAAGCTAGAGTGTAG 
GAGAGGTCGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGTCGACTGGCCTATCACTGACGTTTAGGCACGA 
AAGCGTAGGGAGCAAATAGGATTAGATACCCTAGTAGTCTACGCCGTAAACGATGAGTACTAAGTGTCGGACTAAGTTCGGTGCTGCAGTTAACGCATTAAGTAC 
TCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT 
ACCAAGGCTTGACATCCAGTGCAAAGCTGTAGAAATACAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTTGGTT 
AAGTCCAGTAACGAGCGCAACCCTTGCCGTTAGTTACTCCATTAAGTTGAGATACTCTAACGGGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAA 
TCAGCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGTCGGTACAAAAAGTTGCGATCTCGTAAGAGGGAGCTAATCTGAAAAAGCCGATCTCAGTTC 
GGATTGAGGGCTGCAACTCGCCCTCATGAAGCCGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTC 
ACACCATGAGAGTTGATAATACCAGAAGTCGGTATTCTAACCGCAAGGAGGAAGCCGCCCAAGGTAGGATTGATGATTAGGGTGAAGTCGTAACAAGGTATCCGT 
ACGAGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCATGCCTTACACATGCAAGTC 
GAACGGCAGCGGGCCCTTCGGGGTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGAGGTGGGGGATAACGCAGCGAAAGCTGTGCTAATA 
CCGCATGTGATCTGAGGATGAAAGCGGGGGACCAAGCAGCAATGTTTGGCCTCGCGCCTCTGGAGCGGCCGATGTCAGATTAGGTAGTTGGTGGGGTAAAGGCCT 
ACCAAGCCGACGATCTGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAA 
TGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGCTTTTGGTAGGAACGAAAAGCTCTGGGCTAATACCCTGGGGTGA 
TGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAG 
GCGGTTGTGCAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAATGGCGCTTGTGACTGCACGACTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGC 
AGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGTCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATA 
CCCTGGTAGTCCACGCCCTAAACGATGTCGACTGGTTGTTGGGCCTTGAGTGGCTCAGTAACGAAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGCCGCA 
AGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGGCAGGAA 
TCCTGCAGAGATGTGGGAGTGCTCGCAAGAGAACCTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCG 
CAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTA 
GGGCTACACACGTCATACAATGGCCGGTACAGAGGGCTGCCAACCCGCGAGGGGGAGCCAATCCCTACAAAACCGGTCGTAGTCCGGATTGCAGTCTGCAACTCG 
ACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTCTG 
CCAGAAGTGGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCAGGGTTCGTGACTGGGGTGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATC 
ACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGAGTGATTGGG 
GAGCTTGCTCCCGGATCACTTAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGTAAGCCTGGGATAACTAGCGGAAACGTTAGCTAATACCGGATAGT 
CAAGCCTCTCGCATGGGAGACTTGGGAAAGACGGAGCAATCTGTCACTTATGGATGGGCCTGCGGCGCATTAGCTAGTTGGTAGGGTAATGGCCTACCAAGGCGA 
CGATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAG 
TCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGACCCTAAGAGTAACTGCTTAGGGAGTGACGGTACC 
TGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCTGTTTA 
AGTCTGGTGTATAACCTTGGGGCTTAACCTCAAGTGGCACTGGAAACTGGGCAGCTGGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGT 
AGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 
ACGCCGTAAACGATGAATGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAAC 
TCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCTGAATGACCGCTCTAGA 
GATAGGGTTTTCCTTCGGGACATTCAAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGACT 
TTAGTTGCCAGCAGGTAAAGCTGGGCACTCTAGAGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCT 
ACACACGTACTACAATGGCCGGTACAACGGGAAGCGAAGTCGCGAGATGGAGCGAATCCTAGAAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGC 
ATGAAGTCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGA 
AGTCGGTGAGGTAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGATGAT TGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNATGCAAGTCGAACGGCAGCATGGAGTGCTTGCACTCTGATGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTGTCCAATAATGGGGGATAACTAGTC 
GAAAGACTTAGCTAATACCGACATACGCCTGTGGGGGAAAGTGGGGGATCTTCGGCACCTCACGTTAATGGAGCTGCCGATATCTGATTAGCTAGTTGGTGGGGT 
AAAGGCCTACCATGGCGACGATCGGTAGCTGGTCTGAGAGCATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATT 
TTGAACAATGGGCGYAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTCGCAAGGGAAGAGAACTTACATAATGATAATA 
TGTGAGGTTGACGGTACCTTGATAAGAAGCACCGGCTAACTACGTGCCAGAAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGC 
GAGCACAGGCGGTTTTGCAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCGTTTGAAACTGCAAGGCTAGAGTATAGGAGAGGGAGGTAGAATTCCA 
CGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCAATGGCGAAGGCAGCCTCCTGGCCTAATATTGATGCTCATGCTCGAAAGCGTGGGGAGCAAACAGG 
ATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGTGGAGTAAAATCCATGAGTAACGTAGCTAACGCGTGAAGTNGACCGCCTGGGGAG 
TACGGYCGCAAGRTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATTATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTGGCCTTGAC 
ATGCCACTAACGAAGCAGAGATGCATTAGGTGCTCGAAAGAGAAAGTGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGCCGAATCAATTGCCGATCATTCAGTTGGGCACTTTATTGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGTAGACGTCAAGTC 
CTCATGGCCCTTATGGCCAGGGCTTCACACGTAATACTATGGTCGGTACAGAGGGTTGCCAACCCGCGAGGGGGAGCTAATCTCAGAAAGCCGATCGTAGTCCGG 
ATTGTAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAACATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACA 
CCATGGGAGTGGGTTTCACCAGAAGTAGGTAGCCTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCGTGGC 
TCAGGACGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAACGGAGATTATTAATGAAGCTTGCGATTTAATAATCTTAGTGGCGGACGGGTGAGTAACGCGT 
GGGCAACCTACCCATAAGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATAAACTATTGAGGTGGCATGACCTTGATAGAAAAGATGGCCTCTGAATAT 
GCTATCGCTTATGGATGGGCCCGCGTCTGATTAGCTGGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCCGGCCTGAGAGGGTGAACGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGCGAAGAAGGCCTTAG 
GGTCGTAAAGCTCTGTTGTAAGGGACGAAAGTTCGTATTGCGAATAGTGATACGGAATGACGGTACTTACCAGCAAGCCCCGGCTTAAGTACGTGCCAGCAGCCG 
CGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCACGTAGCGGATAACTAAGTCAGATGTGAAAGACCGGGGCCCAACCCTGGGGTTG 
CATCTGAAACTGGATATCTTGAGGGCAGGAGAGGGCAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAAATCAGGAGGAACACCAGTGGCGAAGGCGGCTGC 
CTGGACTTGACCCTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTGGGAGGTAT 
CGACCCCTTCCGTGCCGCAGCTAACGCAATAAGTATCCCGCCTGGGGAGTACGGTCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGA 


GCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCAGGTCTTGACATCCAGAGGACCTTTGTGAAAGCAGGGGGTGCCTTCGGGAGCTCTGAGACAGGTGG 
TGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCTATTAGTTGCTAACAGGCAAAGCTGAGCACTCTAATGG 
GACTGCCCGTGACAAGCGGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGATCTGGGCTACACACGTGCTACAATGGATGGTACAGAGAGCAGCG 
AGACTGCGAAGTGGAGCGAATCTCAAAAAGCCATTCTCAGTTCGGATTGCAGTCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGCATG 
TCGCGGTGAATGCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCGGCAACACCCGAAGCCGGTGACTCAACTAGCAATAGAGAGAGCCGTCGA 
AGGTGGGGTTGGTGATTGGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGATGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGCAGCGAGTCTAGCTTGCTAGATGTCGGCGACCGGCGCACGGGTGC 
GCACCGCGTATGGAACCTACCTTGTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCCCGTGGTACTGTTGATCGGCATCGATCGGCAGTTAAAGCCTTCG 
GGCGGTACAAGATGGCCATGCGTCCCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCTACGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTA 
CTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGAGACTCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGG 
TAGTAAACTGCTTTTATACGGGAAGAAAAAGAGCTACGTGTAGCTTACTGACGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAC 
GGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGATAAGTCAGGGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGAT 
ACTGTTGGTCTTGAGTTATAGTGAAGTTGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTGACTAACTAT 
ATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGGTCCTTGAGACCTG 
GGCGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCATATTGACAGGTTTAGAGATAGACTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCG 
TCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCATGTCATGATGGGGACTCTAACGGGACTGCCGGTGCA 
AACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGTAGGTACAGAGAGCAGCCACGTCGCAAGGCG 
GAGCGAATCTATAAAACCTATCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATAC 
GTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTCACCGTAAGGAGCGGCCTAGGGCAAGATCGGTAACTAGGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACAGGGAGCTTGCTCCGC 
TGACGACCGGCGCACGGGTGCGCACCGCGTATGGAACCTACCTTGTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCCCGTAGTACCACGCTCTGGCATC 
AGGATGTGGTTAAAGCCTTCGGGCGGTACAAGATGGCCATGCGTCCCATTAGTTTGTTGGTAAGGTAACGGCTTACCAAGACTACGATGGGTAGGGGCCCTGAGA 
GGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGAGACTCTGATCCAGCCATGCCGCGT 
GCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATACAGGAAGAAAAAGAGCTACGTGTAGCTTACTGACGGTACTGTAAGAATAAGGACCGGCTAACTCCG 
TGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGATAAGTCAGGGGTGAAAGTTTGCAGCTC 
AACTGTAAAATTGCCTTTGATACTGTTGGTCTTGAGTTATAGTGAAGTTGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTG 
CGAAGGCAGGTGACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGC 
TGTCCGAGTCCTTGAGACTTGGGCGGCCCAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCA 
CAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCATATTGACAGGTCTAGAGATAGATTTTCCTTCGGGCAATTTG 
CAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCCAGCATGTCATGATGGGGAC 
TCTAACGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCAGGTACAGA 
GAGCAGCCATGTCGCAAGGCAGAGCGAATCTATAAAACCTGTCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATAT 
CAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCCGTCACCGTAAGGAGCGGCCTAGGG 
CAAGATCGGTAACTAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGG 
GTAACAGGGAGCTTGCTCCGCTGACGACCGGCGCACGGGTGCGCACCGCGTATGGAACCTACCTTGTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCCC 
GTGGTACCACGACCCGGCATCGGGATGTGGTTAAAGCCTTCGGGCGGTATAAGATGGCCATGCGTCCCATTAGCTTGTTGGTAAGGTAACGGCTTACCAAGGCTA 
CGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGAGAC 
TCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATACGGAAGAAAAAGGGGCACGTGTGCCCTACTGACGGTACCGTAAGA 
ATAAGGACCGGCTAACTCCGTGCCACAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTCCGTAGGCGGGCCGATAAGTCAG 
GGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGTTGGTCTTGAGTTATAGTGAAGTTGCCGGAATATGTAGTGTAGCGGTGAAATGCATAGATA 
TTACATAGAACACCGATTGCGAAGGCAGGTGACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGGATACTAGCTGTCCGGGACCTTGAGTTCTGGGCGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGCATTTTGACAGGGGTAGAGATACC 
TTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTACCGTTAGTTGCC 
AGCATGTCATGATGGGGACTCTAACGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTG 
CTACAATGGCAGGTACAGAGAGCAGCCATGTCGCAAGGCAGAGCGAATCTATAAAACCTGTCACAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGA 
ATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCCGGGAGTGCCTGAAGTCCGTCAC 
CGTAAGGAGCGGCCTAGGGCAAGATCGGTAACTAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAACGCTAGCGGCAGGCC 
TAACACATGCAAGTCGAGGGGCAGCGGGGAAAAGCTTGCTTTTCCGCCGGCGACCGGCGCACGGGTGCGCACCGCGTATGGAACCTGCCTTGTACAGGGGAATAG 
CCTTTGGAAACGAAGATTAATGCCCCATGGTACCACGACCCGGCATCGGGATGTGGTTAAAGCCCTCGGGCGGTACAAGATGGCCATGCGTCCCATTAGCTTGTT 
GGTAAGGTAACGGCTTACCAAGGCTACGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGT 
GAGGAATATTGGACAATGGAGGAGACTCTGATCCAGCCATGCCGCGTGCAGGAAGAATGCCCTATGGGTAGTAAACTGCTTTTATACGGGAAGAAAAAGGGCTAC 
GTGTAGCCTACTGCCGGTACCGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATTATTGGGTTTAA 
AGGGTCCGTAGGCGGGCCGATAAGTCAGGGGTGAAAGTCTGCCGCTCAACGGTAGAACTGCCTTTGATACTGTCGGTCTTGAGTTATAGTGAAGTTGCCGGAATA 
TGTAGTGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATTGCGAAGGCAGGTGACTAACTATATACTGACGCTGATGGACGAAAGCGTGGGGAGCGAAC 
AGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGGGCTTGAGTCTGGGCGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAG 
TACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAA 
TGCATATTGACAGGGTTAGAGATAGCTTTTCCTTCGGGCAATTTGCAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAAC 
GAGCGCAACCCCTACCGTTAGTTGCCAGCATGTCATGATGGGGACTCTAACGGGACTGCCGGTGCAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGG 
CCCTTACGTCCTGGGCCACACACGTGCTACAATGGCAGGTACAGAGAGCAGCCACGTCGCAAGGCGGAGCGAATCTATAAAACCTGTCACAGTTCGGATCGGGGT 
CTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGA 
AGCCGGGAGTGCCTGAAGTCCGTCACCGCAAGGAGCGGCNTAGGGCAAGATCGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
GAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGCAGCATTTCCAGTTTACTGGAAGATGGCGACCGGCGCACGGGTGAGTAACGCGTATAGAATCTGCC 
CTTTACTGGGGAATAGCCCGAAGAAATTTGGATCAATGCCCCATGGTCCCTATGTATGGATTCATATATAGGGTAAAGGTTACGGTAAAGGATGACTATGCGTCC 
CATTAGTTAGTTGGTAGGGTAACGGCCTACCAAGACTGCGATGGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACG 
GGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGTCCTATGGATTGTAAACTGCTTTTATACGGGAAG 
AACCTAGGGCACGTGTGCTCTACTGACGGTACCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAAT 
CATTGGGTTTAAAGGGTCCGTAGGCGGGCCATTAAGTCAGGGGTGAAAGTCTGCGGCTCAACCGTAGAATTGCCCTTGATACTGGTGGTCTTGAGTTATGGTGAA 
GTAACTAAAATATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAATACCGATTGCGAAGGCAGGTTACTAACCATATACTGACGCTGATGGACGAAAGCG 
TGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGCAGCAATGCTGGGCGGCCAAGCGAAAGTGATAAGTATCC 
CACCTGGGGAGTACGTCCGCAAGGATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTAC 
CAGGGCTTAAATGTAGTCTGACAGCTTTAGAGATAGAGTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTA 


AGTCCTATAACGAGCGCAACCCCTGCCGTTAGTTGCCAGCATGTCATGATGGGGACTCTAACGGGACTGCCGGTGCAAACCGCGAGGAAGGTGGGGACGACGTCA 
AATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCCGGTACAGAGAGCAGCCATGTCGCAAGGCAGAGCGAATCTACAAAGCCGGTCACAGTT 
CGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT 
CAAGCCATGGAAGCTGGGAGTGCCTGAAGTCCGTCACCGMGAGGAGCGGCCTAGGGCAAGATCGGTAACTAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGATCCTGGCTCAGATTGAACGCTGGCGGCGTGCTTAACACATGCAACGTCGAACGAGAAATCTTTAGCTTGCTAAAGAGAGTACAGT 
GGCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTCGAGACGGGGATAACATTGCGAAAGCGATGCTAATACCCGGTAACATCCATGATACTTCGGTGTTGTGG 
ATCAAAGATGGCCTCTTCATGAAAGCTATTGTTTGGGGATGAGCCCGCGTACCATTAGCTGGTTGGTGGGGTAACGGCCTACCAAGGCGATGATGGTTAGCTGGT 
CTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACG 
CCGCGTGAGTGATGAAGGCTTTTGGGTCGTAAAGCTCTGTCAAGTGGAAAGAAATTGCAGGTGGTTAATACCCATTTGCATTGACGGTACCACTGAAGGAAGCAC 
CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCTTTGCAAGTCAGATGTGAA 
ATCCCGGGGCTTAACCCCGGAAGTGCATTTGAAACTGCAGGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTANATATCAGGAG 
GAACACCAGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACG 
TTGAACACTAGGTGTAGCGGGTATTGACCCCTGCTGTGCCGCGCTAACGCATTAAGTGTTCCGCCTGGGGAGTACGGTCCCAAGATTAAGACTCAAAGGGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGATTTGACATCCCGGGATCATTTGGAAACTTATGAGTGCC 
CTTCGGGGAACCCGGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCTTCAGTTACCAT 
CATTAAGTTGGGGACTCTGGAGATACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTAC 
AATGGTATGTACAAAGGGTAGCGACCCCGCGAGGGCGAGCCAATCCCATAAAGCATATCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTGGAATC 
GCTAGTAATCGCGGATNAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNGGCAGGCCTAATACATGCAAGTCGAACGGTAGACATCTTTCGGGATGTTGAGAGTGGCGCACGGGTGCGTAACACGTATGCAACCTACCTTTTACAGGGGG 
ATAGCCCGGAGAAATTCGGATTAATACCCCATGGCACTATTGATTGGCATCATGAGATAGTTAAAGATTTATCGGTAAGAGATGGGCATGCGTCTGATTAGCTAG 
TTGGCGGTGTAACGGACCACCAAGGCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCA 
GTAGGGAATATTGGGCAATGGGCGAGAGCCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCCTATTGGGTTGTAAACTGCTTTTATCTGGGAAGAAAAGGCCCA 
TGCGTGGGACATTGCCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTA 
AAGGGTGCGTAGGCGGCTGATTAAGTCAGCGGTGAAAGACTCCGGCTTAACCGGGGCAGTGCCGTTGATACTGGTCAGCTTGAGTGCTGCAGGGGTACATGGAAT 
TGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTACTGGGCAGCAACTGACGCTGATGCACGAAAGCATGGGTAGCGAA 
CAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGATTACTCGCTGTTATGCCTATATGGTGTAGCGGCCAAGCGAAAGCGTTAAGTAATCCACCTGGGGA 
GTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTAGA 
ATGTGAAGGAATGATTTAGAGATAGATCAGTCAGCAATGACCTGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTAATGGTGGGGACTCTAGACAGACTGCCTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAAGTCATCAT 
GGCCCTTACGCCCAGGGCGACACACGTGCTACAATGGCGCATACAGCGGGTAGCGAGCCGGCAACGGTCAGCCAACCTCTAAAAGTGCGTCTCAGTTCGGATCGG 
GGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCAT 
GGAAGTCGGGTAGACCTGAAGGCGGTAACCGCAAGGAGCCGTTTAGGGTAGAACCGGTAACTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNTGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGAACGGTAGATTACTTTCGGGTAATTGAGAGTGGCGCACGGGTGCGTAACGCGTATGCAACC 
TACCCTATACAGGGGGATAGCCCGGAGAAATCTGGATTAATACCCCATAGCACTATGTTGAGGCATTTCGATATAGTTAAAGATTCATCGGTATAGGATGGGCAT 
GCGTCTGATTAGCTAGTTGGCGGTGTAACGGACCACCAAGGCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGGCACTGAGATACGGGCCAGACT 
CCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGACGAGAGTCTGACCCAGCCATGCCGCGTGCAGGAAGACGGCGTTCTGCGTTGTAAACTGCTTTTATCT 
GGGAAGAAAAGGCCCATGCGTGGGACATTGCCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCC 
GGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTATTTAAGTCAGTGGTGAAAGACTCCGGCTCAACCGGAGCAGTGCCATTGATACTGGATAGCTTGAGTATTG 
GAGAGGTACATGGAATTGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTACTGGCCAATAACTGACGCTGATGCACGA 
AAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGATTACTCGCTGTTATGGCTTTATGTTGTAGCGGCCAAGCGAAAGCGTTAA 
GTAATCCACCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAA 
CCTTACCTGGGCTAGAATGTGAAGGAATGATTTAGAGATAGATCAGTCAGCAATGACCTGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGT 
TGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTAATGGTGGGGACTCTAGACAGACTGCCTGCGCAAGCAGAGAGGAAGGAGGGGAC 
GACGTCAAGTCATCATGGCCCTTACGCCCAGGGCGACACACGTGCTACAATGGCGCATACAGCGGGTCGCGAGCCGGTAACGGTCAGCCAACCTCTAAAAGTGCG 
TCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGACCTTGTACACA 
CCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGCCAGTAACCGCAAGGAGCTGTTTAGGGTAGAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNATGCAAGTCGAGCGGCAGTTGGGGTAGTAATACTTCAATGAGAGCGGCGCACGGGTGCGTAACGCGTATGCAACCTACCCTTTACAGGG 
GGATAGCCCGGAGAAATCTGGATTAATACCCCATGGCACTATTGATTGGCATCAAGAGATAGTTAAAGATTTATCGGTAAAGGATGGGCATGCGTCTGATTAGCT 
AGTTGGCGGTGTAACGGACCACCAAGGCGACGATCAGTAGGGGTTCTGAGAGGAAGGTCCCCCACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAG 
CAGTAGGGAATATTGGGCAATGGTCGGAAGACTGACCCARCCATGCCGCGTGCAGGAAGACGGCCTATTGGGTTGTAAACTGCTTTTATCTGGGAAGAAAAAGGC 
CATGCGTGGCAAATTGCCGGTACCAGATGAATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTT 
TAAAGGGTGCGTAGGCGGCTGTTTAAGTCAGCGGTGAAAGACTCCGGCTCAACCGGGGCAGTGCCGTTGATACTGGACAGCTTGAGTGCTGCAGGGGTACATGGA 
ATTGATGATGTAGCGGTGAAATGCATAGATATCATCAGGAACACCGATAGCGAAGGCATTGTACTGGGCAGCAACTGACGCTGAGGCACGAAAGTGTGGGGATCG 
AACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGATTACTCGCTGTTATGCTTATATAGTGTAGCGGCCAAGCGAAAGCGTTAAGTAATCCACCTGGG 
GAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCTGGGCTA 
GAATGTGAAGGAATGATTTAGAGATAGATCAGTCAGCAATGACCTGAAACAAGGTGCTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCG 
CAACGAGCGCAACCCCTATGTTTAGTTGCCAGCACGTAAAGGTGGGGACTCTAGACAGACTGCCTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAAGTCATC 
ATGGCCCTTACGCCCAGGGCGACACACGTGCTACAATGGCGCATACAGCGGGTCGCGAGCCGGTAACGGTAAGCCAACCTCTAAAAGTGCGTCTCAGTTCGGATT 
GAGGTCTGCAACTCGACCTCATGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCC 
ATGGAAGTCGGGTAGACCTGAAGGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGATCCTGGCTCAGATTGAACGCTGGC 
GGCATGCTTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTACCCAGTAATGGGGGATA 
ACTAGTCGAAAGATTAGCTAATACCGCATACGCCCTACGGGGGAAAGAGGGGGATCGCAAGACCTCTTGTTATTGGAGCGGCCGATGGCTGATTAGCTAGTTGGT 
GGGGTAAAGGCCTACCAAGGCGACGATCAGTAGCGGGTCTTAGAGGACGATCCGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATCTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCGTGAAGAAGGCCTTCGGGTTGTAAAGCGCTTTTGTCTGGGAGCAAATCCTTGTGGCTAA 
TACCCACCGGGGATGAGAGTACCAGAAGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCAAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGTGCGCAGGTGGTTTGTTAAGCGCGATGTGAAATCCCCGAGCTCAACTTGGGAATTGCATTGCGAACTGACTGACTAGAGTACGGCAGAGGGGGGTGGAA 
TTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAACCCCCTGGGCTGATACTGACACTCATGCACGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTTGGGCTTTTCGGAGCTTAGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGG 
GAGTACGGTCGCAAGACTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTGGTCTT 
GACATGTACGGAATCCTCCAGAGACGGAGGAGTGCCTTCGGGAGCCGTAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGCCATTAGTTGCTACCATTTAGTTGAGCACTTTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTC 
ATGGCCCTTATGACCAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTCGCTAACCCGCGAGGGGGTGCCAATCTCACAAAACCGATCGTAGTCCGGATT 
GCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCA 


TGGGAGTGGGTTTCACCAGAAGTAGGTAGGCTAACCGTAAGGAGGCCGCTTACCACGGTGGGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGA 
ACCTGCGGCTGGATCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAG 
CGGACGGAAGGGAGCTTGCTCCCGGAAGTCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCCTTAGACTGGGATAACTTCGGGAAACCGAAGCTAATA 
CCGGATAACACTTTTTCCCTCCTGGGAGAAAGTTAAAAGATGGCCTTTGTGCTATCACTAGGGGATGGGCCCGCGGCGCATTAGCTAGTTGGTAAGGTAATGGCT 
TACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCA 
ATGGACGAAAGTCTGACGGAGCAATGCCGCGTGAGTGAGGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTGAGGGAAGAACAAGTATCGGTTGAATAAGCCGGTAC 
CTTGACGGTACCTCACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGC 
AGGCGGCTTCTTAAGTCTGATGTGAAATCTCGGGGCTCAACCCCGAGCGGCCATTGGAAACTGGGAAGCTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTA 
GCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGA 
TACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCGTAGTGCCGAAGTAAACACATTAAGCACTCCGCCTGGGGAGTACGAC 
CGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTT 
TGACCACTCTGGAGACAGAGCTTCCCCTTCGGGGGCAAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 
CGCAACCCTTGATCTTAGTTGCCAGCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTT 
ATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGTTGCGAAGCCGCGAGGTGAAGCCAATCCCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGC 
AACTCGCCTACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAAACGACAACATTGACCCTTCGGGT 
GATTTGTTGGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGTATATGCCTTGATGTGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAATGCCTAC 
GGGCCAAAGAGGGGGATCTTCGGACCTCTCGCGTCAAGATTAGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGT 
CTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATG 
CCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGCGTTGTAGTTAATAGCTGCATCGTTTGACGTTAGCGACAGAAGAAGCACC 
GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTTTGTTAAGTCAGATGTGAAA 
GCCCGGGGCTCAACCTCGGAACCGCATTTGAAACTGGCAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGG 
AATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA 
TGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAATGAATTGAC 
GGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTCGCTAGAGATAGCTTAGTGCCT 
TCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCCTTGTTTGCCAGCAC 
GTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACA 
ATGGCGCATACAGAGGGCGGCGAGCCAGCGATGGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCG 
CTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCAAAAGAAGTAGGTAGTTTAAC 
CTTCGGGAGAACGCTTACCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGCTGGATCACCTCCTTANNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTAATACATGCAAGTCGAGCGGACTTGATGAGGAGCTTGCTTNTCTGAGAGTTAGCGGCGGACGGG 
TGAGTAACACGTAGGCAACCTGCCCTCAAGACTGGGATAACTACCGGAAACGGTAGCTAATACCGGATAATTAAATYYGCTGCATGGCGGAKTTATGAAAGGCGG 
AGCAATCTGTCACTTGAGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGAACGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGT 
TTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCTCATAGAGTAACTGCTATGAGAGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCA 
GCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCTTTAAGTCTGGTGTTTAAACCCGAGGCTCAACTTCGG 
GACGCACTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGA 
CTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGGTGTTAGGGG 
TTTCGATACCCTTGGTGCCGAAGTTAACACATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGT 
GGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGTCTTGACATCCCTCTGAATCCTCTAGAGATAGRGGCGGCCTTCGGGACAGAGGAGACAGG 
TGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCCGCAACCCTTGATCTTAGTTGCCAGCACTTTGGGTGGGCACTCTAA 
GGTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACTTGGGCTACACACGTACTACAATGGCTGGTACAACGGGAA 
GCGAAGCCGCGAGGTGGAGCCAATCCTAAAAAGCCAGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATTGCTAGTAATCGCGGATCAGC 
ATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTTCGGTGGGGTAACCCTTACGGGAGCCAGCCG 
CCGAAGGTGGGGTAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAAGCATCTTCGGATGCTTAGTGGCGAACGGGTGAGTAACACGTAGA 
TAACCTACCTTTAACTCGAGGATAACTCTGGGAAACTGGAGCTAATACTGGATAGGATGTGCGCATGAAAAAAACACATTTAAAGATTAATCGGTTTAAGAGGGG 
TCTGCGGCGCATTAGTTAGTTGGTGGGGTAAGAGCCTACCAAGACAATGATGCGTAGCCGGACTGAGAGGTCTACCGGCCACATTGGGACTGAGAACGGCCCAAA 
CTCCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAACGACGAAGTACTTCGGTATGTAAAGTTCTTTTATA 
TGGGAAGAAAAAGCAATTATTGACGGTACCATATGAATAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGATTTAC 
TGGGCGTAAAGGGTGCGTAGGTGGTTATTCAAGTCTGTGGTGTAAGTGCAGTGCTTAACGCTGTGAGGCTATGGAAACTGAATAACTAGAGTGAGACAGAGGCAA 
GTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGTCTATACTGACACTGATGCACGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGAACTAAGTGTTGGCCAAAAGGTCAGTGCTGCAGTTAACGCATTAAGTTCTCCGCCTG 
AGTAGTACGTACGCAAGTATGAAACTCAAAGGAATTGACGGGACCCCGCACAAGCGGTGGATCATGTTGTTTAATTCGAAGATACACGAAAAACCTTACCAGGTC 
TTGACATACTCTGCAAAGGCTTAGAAATAAGTTCGGAGGCTAACAGATGTACAGGTGGTGCACGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCC 
GCAACGAGCGCAACCCTTATTGCTAGTTACCATCATTAAGTTGGGGACTCTAGCGAGACTGCCAGTGATAAATTGGAGGAAGGTGGGGATGACGTCAAATCATCA 
TGCCCCTTATGACCTGGGCTACAAACGTGATACAATGGCTGGAACAAAGAGAAGCGAGAGGGTGACCTGGAGCGAAACTCACAAAAACAGTCTCAGTTCGGATTG 
AAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGCAAATCAGCATGTTGCGGTGAATACGTTCTCGGGGTTTGTACACACCGCCCGTCAAACCAC 
GAAAGTGGGCAATACCCAACGCCGGTGGCCTAACCCGTAAGGGAGGGAGCCGTCTAAGGTAGGGTCCATGATTGGGGTTAAGTCGTAACAAGGTATCCCTACGGG 
AACGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGCTTAACACATGCAAGTCGAGCGCACTCTTTTAGAGTGAGCGGC 
AAACGGGTGAGTAACGCGTGGGAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATGCCGTATACGTCCTGAGGGAGAAAGATTTATCGGAGAT 
GGATGAGCCCGCGTTGGATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCT 
CTTTCACCGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACT 
GGGCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTGATACTGGGTATCTTGAGTATGGAAGAGGTGA 
GTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAAAGCGTGGG 
GAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTCGGGTGGTTTACTGCTCGGTGGCGCAGCTAACGCGTTAAACATTCCG 
CCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCA 
GCCCTTGACATCCCGATCGCGGAGAGTGGAGACACACTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTG 
GGTTAAGTCCCGCAACGAGCGCAACCCTCGCCCTTAGTTGCCAGCATTCATTGGGCACTCTAGGGGGACTGCCGGTGATAAGCCCAAAAGGAAGGTGGGGATGAC 
GTCAAGTCCTCATGGGCCTTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACTATGGGCAGCGAAACCGCAAGGTGGAGCTAATCTCCAAAAGCCATCTC 
AGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCC 
CGTCACACCATGGGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAGGCAGGCAACCACGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 


NNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCCTTCGGGGGTGCACGAGCGGC 
GAACGGGTGAGTAACACGTGAGCAACCTACCCTCAACTTTGGGATAAGCCTCGGAAACGGGGTCTAATACCGGATAATACCGTGCTCCTCATGGGGTGTGGTTGA 
AAGTTCTGGCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCAC 
ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGACGAAAGTCTGACGCAGCAACGCCGCGTGAGGGATGACGGCC 
TTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGAGAGTGACGGTACCTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTC 
CGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGTCACGTCGGGAGTGAAAACTCGGGGCTTAACCCCGAGCCTGCTTCCGATACGGGCAG 
ACTAGAGGTAGGCAGGGGAGAGCGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCTTACCTGAC 
GCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGACACTCCACGTCCTCCGTGCC 
GCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTC 
GATGCAACGCGAAGAACCTTACCTGGGTTTGACATATAGGGAAATCCTCCAGAGATGGGGGGTCCGTAAGGGTCCTATACAGGTGGTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTATGTTGCCAGCACGCCCTTCGGGGTGGTGGGGACTCATAGGAGACTGCCGGGGT 
CAACTCGGAGGAAGATAAAAATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAAACTGTAAGGT 
GGAGCGAATCCCAAAAAGCCGGCCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTTGAAGGTGGGGCTGG 
CGATTAGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCTCCTTCGGGAGTACACGAGCGGCGAACGGGT 
GAGTAACACGTGAGCAACCTACCCTCAACTTTGGGATAAGCCTCGGAAACGGGGTCTAATACCGGATAATATCTCATGCTTCATGGTGTGGGGTTGAAAGTTCTG 
GCGGTTGGGGATGGGCTCGCGGCCTATCACCTTGTTGGTGGGGTAATGGCCTACCAAGGCGTCGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAC 
TGAGACACGGCCCANACTCCTACGGGAGGCAGCAGTGGGGAATATTGTGCAATGGACGAAAGTCTGACGCAGCAACGCCGCGTGAGGGATGACGGCCTTCCGGTT 
GTAAACCTCTTTCAGCAGGGACGAAGCGAGAGTGACGGCCCTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTG 
TCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGTCACGTCGGGAGTGAAAACTCGGGGCTTAACCCCGAGCCTGCTTCCGATACGGGCAGACTAGAGGT 
AGGCAGGGGAGAGCGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGGCCTTACCTGACGCTGAGGAG 
CGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGGGGGACATTCCACGTCCTCCGTGCCGCAGCTAAC 
GCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACG 
CGAAGAACCTTACCTGGGTTTGACATATAGGGAAATCCTCCAGAGATGGGGGGTCCGTAAGGGTCCTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTCCTATGTTGCCAGCACGTCCTTCGGGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGAAACTGTAAGGTGGAGCGAAT 
CCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCG 
GGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGGGGCTGGCGATTAGGA 
CGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCT 
GGCTGCGTGCTTAACACATGCAAGTCGAACGCTGAAGCCGGGTGCTTGCACCTGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGATT 
TCGGGATAAGCCTGGGAAACCGGGTCTAATACCGGATACGACCACCGANCGCATGNTNGGTGGTGGAAAGTTTTTCGATCAGGGATGGGCTCGCGGCCTATCAGC 
TTGTTGGTGGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCA 
GCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCGAAA 
GTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTA 
GGTGGTTGGTCACGTCTGCTGTGGAAACGCAACGCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTGTAG 
CGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGCTGTAACTGACACTGAGGAGCGAAAGCATGGGGAGCAAACAGGATTAGAT 
ACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGT 
CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACAC 
TGGACCGTTCTGGAAACAGTTCTTCTCTTTGGAGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGC 
GCAACCCTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTT 
TATGTCTTGGGCTTCACGCATGCTACAATGGCTGGTACAGAGAGAGGCGAACCCGNGAGGGTAAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGTCTG 
CAATTCGACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGT 
CGGTAACACCCGAAGCCGGTGTCCCAACCCCTTTGTGGGAGGGGGCCGTCTAAGGTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAACAGGGAGCTTGCTCCGCTGACGACCGG 
CGCACGGGTGCGTAACGCGTATACAATCTACCTTGTACTAGGGGATAGCCTTTAGAAATGAAGATTAATACCCTATAGTCTATTGAGATGGCATCATTTTAATAG 
TAAAGGTTACGGTACAAGATGAGTATGCGTCCTATTAGTTTGTTGGTGTGGTAACGGCACACCAAGACTACGATAGGTAGGGGCCCTGAGAGGGGGATCCCCCAC 
ACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCC 
CTATGGGTTGTAAACTGCTTTTATACAGGAAGAAACACTCCCTCGAGAAGGGAGCTTGACGGTACTGTAAGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGC 
GGTAATACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCAGCTCAGTCAGTGGTGAAAGTTTGCAGCTCAACTGTAAAATTG 
CCATTGATACTGGTTGTCTTGAATCATTATGAAGTGGTTAGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAATACCAATTGCGAAGGCAGATCA 
CTAATAATGTATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCGGTAAACGATGGATACTAGCTGTTCGATCTTCG 
GATTGAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGATGATACGCGAGGACCCTTACCAGGGCTTAAATGTAGTCTGACAGATTTGGAAACAGATTTTTCTTCGGACAGATTACAAGGTGCTGCATGGT 
TGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCA 
GTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGTAGGTACAGAGAGCAGCCACTGGGTG 
ACCAGGAGCGAATCTATAAAACCTATCTCAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTG 
AATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGAAGCACCTGAAGTCCGTCACCGCAAGGAGCGGCCTAGGGTNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGGGTGATTAACACGTGGGTGATCTGCCCTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACC 
GGATAGGACCTTCGGCCGCATGGCTGGGGGTGGAAAGTTTTTCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACG 
ACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCATACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCC 
TGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCCATGACGAAGCGCAAGTGACGGTAGTGGGAGAAGAAGCACCGGCCAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACCCGCA 
GCTCAACTGCGGGCTTGCAGGCGATACGGGCAGACTCGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCG 
GTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGC 
TAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCCAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGTACCGGACGACTGCAGAGATGTGGTTTCCCTTGTGG 
CCGGTAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCACGTGATGG 
TGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGTCG 
GTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTCGCTAGTAA 
TCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTCG 
TGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNCCTGGCTCAGGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTGGAACGCATTGATTTCACCGGAGCTTGCTCCACCGAAATTAG 


TGAGTCGCGAACGGGTGAGTAACGCGTAGGTAACCTACCTCTTAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAACAATAGGATACACATGTACC 
CTATTTAAAAGGAGCAACTGCTTCACTAAGAGATGGACCTGCGTTGTATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCATCGATACATAGCCGACCTGAGA 
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGT 
GAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGAGAGAGTGGAAAGTTCTCACAGTGACGGTAACTTACCAGAAAGGGACGGCTA 
ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGTGGTTGTATAAGTCTGAAGTAAAAGGCAG 
TGGCTTAACCATTGTGTGCTTTGGAAACTGTACAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACC 
GGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTG 
CTAGGTGTTGGGTCCTTTCCGGGACTCAGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGG 
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGACCGTCCTAGAGATAGGATTTTCCTTCGGG 
ACAGAGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTGTTAGTTGCCATCATTGAGT 
TGGGCACTCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTG 
GTACAACGAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTGAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAA 
TCGCGGATCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTTTTAG 
GAGCCAGCCGCCTAAGGTGGGATAGATGATTGGGACGAAGTCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCAGGAYRA 
ACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTATAGCGGGGGATAG 
CCTTTGGAAACGAAGGGTAATACCGCATGAGAATTTCATTATCGCATGAGAAGAAATTGAAAGCACCGTTTGGTGCACTATAAGATGAGGATGCGGCGTATTAGC 
TAGTAGGCGGGGTAAAGGCCCACCTAGGCAATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCA 
GCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTTGTAAGGGAAGAACACTTA 
GGAGAGGAAATGCTCTTAAGCTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTA 
TTGGGCGTATAGGGTGCGTAGGCGGATTTGCAAGTTTGAGGTTAAAGCCCGGGGCTCAACCCCGGTTCGCCTTGAAAACTGCAGTTCTAGAATACAAGAGAGGTA 
AGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAAAGCGGCTTACTGGCTTGTTATTGACGCTGAGGCACGAAAGCGTGG 
GGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGGGGTTATACCTCGGTGCTGCAGCTAACGCATTAAGTACTCCGC 
CTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAG 
GGCTTGACATCCAGTGCAAAGCTACAGAGATGTAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTC 
CCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTTAGTTGAGGACTTTAACGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATC 
ATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCAGATACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGTCTGTCTCAGTTCGGATT 
GAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACC 
ACGAGAGTTGGTAATACCAGAAGTAGGTAGCTTAACCGTAAGGAGAGCGCTTCCCAAGGTAGGATTAGCGATTGGGGTGAAGTCGTAACAAGGTATCCGTACGGG 
AACGTGCGGRTGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCTGC 
GTGCTTAACACATGCAAGTCGAACGCTGAAGCCCCAGCTTGCTGGGGTGGATGAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCCTGACTTCGGGATA 
AGCCCGGGAAACTGGGTCTAATACYGGATACGACCKKYCCWCGCATGWGGGWKGGTGGAAAGTTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGTTTGTTGG 
TGAGGTAATGGCTCACCAAGACGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAGCGAAAGTGACGG 
TACCTGCAGAAGAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTT 
GGTCACGTCTGCTGTGGAAACGCAACGCTTAACGTTGCGCGTGCAGTGGGTACGGGCTGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAA 
ATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTGGGCTGTAACTGACACTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG 
TAGTCCATGCCGTAAACGTTGGGCACTAGATGTGGGGGACATTCCACGTTCTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGTCGCAAGG 
CTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCAGACCG 
GCCTGGAAACAGGTCTTCCCCTTTGGGGTTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGTTCTATGTTGCCAGCACGTGATGGTGGGAACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCTTTATGTC 
TTGGGCTTCACGCATGCTACAATGGCTGGTACAAAGAGAAGCGAACCCGTGAGGGTCAGCGAATCCCTTAAAGCCAGTCTCAGTTCGGATCGTAGTCTGCAATTC 
GACTACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTCGGTAA 
CACCCGAAGCCGGTGGCCTAACCAGTTTTCTGGAGGGGGCCGTCTAAGGTGGGACTGGTGATTGGGACTAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGY 
TGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCC 
TTACACATGCAAGTCGAACGGCAGCGGGCCCTTCGGGGTGCCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTACCCGGGAGAGGGGGATAACCGGCCG 
AAAGGCTGGCTAATACCGCATGAACTCGGAAGAGCAAAGCGGGGGACCTTCGGGCCTCGCGCTCTCGGAGCGGCCGATGTCCGATTAGGCTAGTTGGTGGGGTAA 
AGGCCCACCAAGGCGACGATCGGTAGCGGGTCTGAGAGGACGATCCGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTT 
GGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTCGGCGGGGAAGAAATCGGTCAGGCGAATAGTCTG 
GCCGGATGACGGTACCCGCAGAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGT 
GCGCAGGCGGCCCTGTAAGACCGGTGTGAAATCCCCGGGCTCAACCTGGGAATTGCGCTGGTGACTGCAGGGCTAGAGTACGGTAGAGGGGGGTGGAATTCCTGG 
TGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGAT 
TAGATACCCTGGTAGTCCACGCCCTAAACGATGAGAACTAGCCGTCTGGAGTCTTCGTGCTCTGGGTGGCGCAGCTAACGCGTGAAGTTCTCCGCTCTGGGGAGT 
ACGGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACA 
TGCCGGGAATCCTGCCCAGAGGCGGGAGTGCCTTCGGGAACCCGGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCCTGTCGATAGTTGCCATCATTTGGTTGGGCACTCTATCGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGG 
CCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGTACAGAGGGTTGCCAAGCCGCGAGGTGGAGCCAATCCCAGAAAGCCGATCGTAGTCCGGATTGCAG 
TCTGCAACTCGACTGCATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGG 
AGTGGGGTGCACCAGAAGTCGGTCGCCTAACCGCAAGGAGGGCGCCGCCCACGGTGTGCTCCATGACTGGGGTGAAGTCGTAACAAGGTAGCAGTACCGGAAGGT 
GCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGTCGAACGGTAACGGGAAAGAAACTTGTTTCTTTT 
GCTGACGAGTGGCGGACGGGTGAGTAAGGCTTGGGAATTTGGCTTATGGAGGGGGATAACCACGGGAAACTGTGGCTAATACCGCGTAATATCGAGAGATTAAAG 
TAGTGGGACTTTTTGCCACTAGCCATAAGATAAGCCCAAGTGAGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCTCTAGCTGGTCTGAGAGGA 
TGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGAGGGAACTCTGACGCAGCCATGCCGCGTGAA 
TGAAGAAGGCCTTCGGGTTGTAAAGTTCTTTCGGTGGTGAGGAAGGTTGTTGCTTTAATAGAGTAACAAATTGACGTTAGCCACAGAAGAAGCACCGGCTAACTC 
CGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGTCACTTAAGTGAGGTGTGAAATCCCTGGGC 
TTAACCTAGGAATTGCATTTCATACTGGGTGACTAGAGTCCTCTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAA 
GGCGAAGGCAGCCCCTTGGGGAGAGACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGCTGTCGATTT 
GGGGATTGGGCTTAAATGCTTGGTGCTCGTAGTTAACGTGATAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGC 
ACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCTAGGAAGCCTTTAGAGATAGAGGCGTGCCGTAAGGAGCTT 
AGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCATTTGAGGTGGG 
AACTCAAAGGAGACTGCCAGTGATAAACTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGTGCATAC 
AGAGGGCAGCGAGAGTGCGAGCTTGAGCGAATCTCAGAAAGTGCATCTAAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGC 
AAATCAGAATGTTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGCGGGTTGTACCAGAAGTGGATAGCTTAACCGCAAGAGGGG 
CGTTCACCACGGTATGATTCGTGACTGGGGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCTTA 


ACACATGCAAGTCGAACGCTGAAGCTTGGTGCTTGCACTGGGTGGATGAGTGGCGAACGGGTGAGTAATACGTGAGTAACCTGCCCTTGACTCTGGGATAAGCCT 
GGGAAACTGGGTCTAATACTGGATATGACCTCCTGTCGCATGGTGGGGGGTGGAAAGGGTTTGTACTGGTTGTGGATGGGCTCACGGCCTATCAGCTTGTTGGTG 
GGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCACGGAAGAAGCGAAAGTGACGGTA 
CGTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAAGCGGTTTG 
TCGCGTCTGCTGTGAAAGCCCGGGGCTTAACCCCGGGTGTGCAGTGGGTACGGGCAGACTTGAGTGCAGTAGGGGAGACTGGAACTCCTGGTGTAGCGGTGAAAT 
GCGCAGATATCAGGAAGAACACCGATGGCGAAAGCAGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 
GTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGATCGGC 
TCAGAGATGGGTTTTCCTCCTTGTGGGGCTGGTGTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTCGTTCTATGTTGCCAGCACGTGATGGTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTC 
TTGGGCTTCACGCATGCTACAATGGCCAGTACAATGGGTTGCGATACCGTGAGGTGGAGCTAATCCCAAAAAGCTGGTCTCAGTTCGGATCGTGGTCTGCAACTC 
GACCACGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAA 
CACCCGAAGCCGGTGGCCTAACCCTTGTGGGGGGAGCCGTCGAAGGTGGGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCT 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCT 
GCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACAACCACTAGGGGCATCTCTTGGTGGTGGAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCC 
TATCAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGA 
AGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGA 
GCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCT 
GGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGA 
GTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGA 
CATACACCGGAAAACCCTGGAGACAGGGTCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCA 
ACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGT 
CATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGC 
CGTACCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACA 
GGAAGTGCTTGCACTTCGCTGACGAGTGGCGGACGGGTGAGTAATACTTAGGGATCTGCCTTTGAGTGGGGGACAACCATTGGAAACGATGGCTAATACCGCATA 
ACGTCTACGGACCAAAGTGGGCTTCGGCTCACGCTTGAAGAGGAACCTAAGCGAGATTAGCTAGTTGGTGAGGTAAGGGCTCACCAAGGCGACGATCTCTAGCTG 
TTCTGAGAGGAAGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCA 
TGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAGGTTGGTAGTTAATACCTGCCAGCTGTGACGTTAACAACAGAAGAAGCA 
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGCTAGATGTGA 
AAGCCCCGGGCTCAACCTGGGATGGTCATTTAGAACTGGCAGACTAGAGTCTTGGAGAGGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGA 
GGAACATCAGTGGCGAAGGCGACTCCCTGGCCAAAGACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAAC 
GCTGTCTACTAGCTGTGTGTGAATTTAATTCGTGCGTAGCGAAGCTAACGCGCTAAGTAGACCGCGTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTG 
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATGCAGAGAACTTTCCAGAGATGGATTGGTGC 
CTTCGGGAACTCTGACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTTAGTTGCCAGC 
ATTTAGTTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGGGCTACACACGTGCTACA 
ATGGCAAGTACAGAGGGAAGCGATACAGTGATGTGGAGCGGACCCCTTAAAGCTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCG 
CTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAAAAGAAGTAGTTAGTCTAAC 
CTTCGGGAGGACGATTACCACTTTGTGTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCAGGCCTAACACATG 
CAAGTCGAACGGTAACAGGAAGTGCTTGCACTTYGCTGACGAGTGGCGGACGGGTGAGTAATACTTAGGGATCTGCCTTTGGGTGGGGGACAACCATTGGAAACG 
ATGGCTAATACCGCATAACGTCTACGGACCAAAAGGGGCGCTTGCGCTCTTGCCTGAAGAGGAACCTAAGCGAGATTAGCTAGTTGGTAGGGTAAAGGCCTACCA 
AGGCGACGATCTCTAGCTGTTCTGAGAGGAAGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGG 
GGGAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTTGTGAGGAAAGGATGATGGTTAATACCCATCATCTGTGAC 
GTTAGCAACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGG 
TTTGTTAAGCTAGAAGTGAAAGCCCCGGGCTCAACCTGGGAAGGCCTTTTAGAACTGGCAAGCTAGAGTCTTGGAGAGGGGAGTGGAATTCCAGGTGTAGCGGTG 
AAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCTCCCTGGCCAAAGACTGACGCTCATGTGCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCT 
GGTAGTCCACACCGTAAACGCTGTCTACTAGCTGTGTGTAAATTTAATTTGTGCGTAGCGAAGCAAACGCGCTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGG 
TTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAGAA 
TTCAGAGATGAATTTGTGCCTTCGGGAATTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC 
CTTGTCCTTAGTTGCCAGCATTAAGTTGGGCACTTTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTA 
GGGCTACACACGTGCTACAATGGCAAGTACAGAGGGAAGCGAGACAGTGATGTGGAGCGGACCCCTTAAAGCTTGTCGTAGTCCGGATTGGAGTCTGCAACTCGA 
CTCCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGATGCAA 
AAGAAGTAGTTAGTCTAACCTTCGGGAGGGCGATTACCACTTTGTGTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAAC 
GCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGAATTTTCTGGAGCTTGCTCCAGAAAGT TAGCGGCGGACGGGTGAGTAACACGTGGGCAATCTGCCCGTAAG 
ACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAATCCTGACTCTCTCCTGAGAGTCGGTTGAAAGATGGTTTCGGCTATCACTTACGGATGAGCCCGCG 
GCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAACTCTGTTGTTAGGGA 
AGAACACGTACGAGAGTAACTGCTCGTACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTCCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTG 
CAGGAGAGGAAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGCCTGTAACTGACACTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGGGGGTTTCCGCCCCTCAGTGCTGCAGCTAACG 
CATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAGGTCTTGACATCCCATTGCCCGGTCTAGAGATAGACTTTTCCCTTCGGGGACAATGGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAG 
GTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGATACAAAGGGCTGCGAGACCGCGAGGTGGAGCCAATCCCAT 
AAAATCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT 
GTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTATGGAGCCAGCCGCCTAAGGTGGGACAGATGATTGGGGTGAAGT 
CGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATA 
CATGCAAGTCGAGCGCGGGAAGCGAGCTGATCCCCTTCGGGGGTGACGCTCGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGTAAGATC 


GGAATAACTCCGGGAAACCGGAGCTAATGCCGGGTAATACTTTCTTTCGCATGAAGGAAAGTTGAAAGATGGCTTCTTGCTATCACTTACAGATGGACCCGCGGC 
GCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTAC 
GGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGTCTTCGGATCGTAAAGTTCTGTTGTTAGGGAAG 
AACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGT 
CCGGAATTATTGGGCGTAAAGCGCTCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGGAC 
AGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTCTCTGACGCTGAGGAGC 
GAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGCTTCCACCCCTTAGTGCTGAAGTTAACGC 
ATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCG 
AAGAACCTTACCAGGTCTTGACATCCTTGGACCACCCTAGAGATAGGGTCTTCCCTTCGGGGACCAAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGT 
GAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTAATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAGGAAGGCG 
GGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCGAAGCCGCGAGGTGTAGCAAATCCCATAAA 
ACCATTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTTTTGGAGCCAGCCGCCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGT 
AACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGAACGAACGCTGGCGGCAGGCTTAACA 
CATGCAAGTCGAGCGAGACCTTCGGGTCTAGCGGCGGACGGGTGAGTAACGCGTGGGAACGTGCCCTTCTCTACGGAATAGCCCCGGGAAACTGGGAGTAATACC 
GTATACGCCCTTTGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTGGATTAGGTAGTTGGTGGGGTAATGGCCCACCAAGCCGACGATCCATAGCTGGTT 
TGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGGGCAACCCTGATCTAGCCATGC 
CGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAGCTGGGAAGATAATGACGGTACCAGCAGAAGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGG 
TAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTGGGCGGAC TGGAAAGTCAGAGGTGAAATCCCAGGGCTCAACCTTGGAACTGCC 
TTTGAAACTATCAGTCTGGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACT 
GGCTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGACGTCGGCAAGCATGC 
TTGTCGGTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATG 
TGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATGGCAGGACCGCTGGAGAGATTCAGCTTTCTCGTAAGAGACCTGCACACAGGTGCTGCAT 
GGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACGTCCCTAGTTGCCAGCATTCAGTTGGGCACTCTATGGAAACTGCC 
GATGATAAGTCGGAGGAAGGTGTGGATGACGTCAAGTTCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGTTAATCCCCAAA 
AGCCATCTCAGTTCGGATTGTCCTCTGCAACTCGAGGGCATGAAGTTGGAATCGCTAGTAATCGCGGAACAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGACGCTGCGCTAACCTTCGGGGGGCAGGCGGCCACGGTAGGATCAGCGACTGGGGTGAAGTCGTA 
ACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCAT 
GCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAAACGACT 
GCTAATACCGCATATGACTTCATTATGGCATCAGAAGAAGTTAAAAGGCCCGTTTGGGTCGCTAGAAGATGAGGATGCGGCGTATTAGCTAGTAGGTGAGGTAAT 
GGCTTACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTT 
CACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTTATAAGGGAAGAAATGCTAGAAGAGGAAATGCTTT 
TAGTTTGACGGTACCTTATCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTG 
CGTAGGCGGTTTGTTAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGGCAGACTAGAATGCAGGAGAGGTAGATGGAATTCCATGTG 
TAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGTAGGCGGTCTACTGGCCTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTA 
GATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATTAGTCGGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAG 
AGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAA 
GCTACAGAGATGTAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCT 
ATCATTAGTTACTAACATTCAGTTGAGGACTCTAATGAGACTGCTAGTGTAAGC TAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGC 
TACACACGTGCTACAATGGCTGATACAAAGAGTTGCAATCCCGCGAGGGGGAGCTAATCTCAAAAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTC 
ATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAATACCAG 
AAGCACGTATCTTAACCGTAAGGAGAGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCT 
CCT TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACA 
TGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTCTTAGTGGGGGATAACAGTTGGAAACGACTGCTAATACCG 
CATATGACACCATTATGGCATCAGAAGGTGTTGAAAGATCCGTTTGGATCGCTAAGAGATGAGGATGCGGCGTATTAGCTTGTAGGTGGGGTAATGGCCTACCTA 
GGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGC 
GAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAACTCTGTTGTAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACG 
GTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGTGGT 
TAGTTAAGTTTGAGGTTAAATCCCAGGGCTCAACCCTGGTCCGCCTTGAAAACTGGCTAACTAGAATACAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGGA 
ATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGCCTGTGATTGACACTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAG 
TAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCAATTTGTCGGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACT 
CAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAACTACAGAG 
ATGTAGTGGAGGCCAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTTAGT 
TACTAACATTAAGTTGAGCACTTTAACGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGT 
GCTACAATGGCTGATACAAAGAGTCGCAATCCTGTGAGGGGGAGCTAATCTCAAAAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCG 
GAATCACTAGTAATCGCGAATCAGCAACGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAATACCAGAAGCACGTA 
TCTTAACCGTAAGGAGAGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTTNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCG 
AACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCCATTAGCGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGACA 
TTTTCTGGCATCAGAGGATGTTAAAAGGTCCGTTTGGATCACTAATGGATGAGGGTGCGGCGTATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAATGATA 
CGTAGCCGAACTGAGAGGTTGATCGGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTGA 
TGGAGCAATGCCGCGTGACTGAAGACGGTCTTCGGATTGTAAAGGTCTGTTGTAAGGGAAGAACAGTAAGTATAGGAAATGATACTTATTTGACGGTACCTTACC 
AGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTGCGCAGACGGTTTAGCAAGTT 
TGGGGTTAAAACCTGGAGCTCAACTCCAGGTCGCCTTGAAAACTGTTAGGCTAGAGTGTAGGAGAGGTTGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGAT 
ATATGGAGGAACACCAGTGGCGAAGGCGATCAACCGGCCTATTACTGACGTTTAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGC 
CGTAAACGATGAGTACTAAGTGTCGGACTAAGTTCGGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATT 
GACGGGGACCCGCACAAGCGGTGGATCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCAGTGCGAAGCTGTAGAGATACAGTAGA 
GGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTTGGTTAAGTCCAGCAACGAACGCAACCCTTGCCGTTAGTTACTCCATTA 
AGTTGAGATACTCTAACGGGACTGCTAGTGCAAACTAGAAGGAAGGTGGGGATGACGTCAAATCATCAKGCCCCTKATGTCTTGGGCTACACACGTGATACAATG 
GCCGGTACAAACAGTTGCGATCTCGCAAGGGGGAGCTAATCTGAAAAAACCGGTCTCAGTTCGGATTGAGGGCTGCAACTCGCCCTCATGAAGTTGGAATCGCTA 
GTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGATAATACCAGAAGTCGGTATCCTAACCG 
TAAGGAGGGAGCCAGCCGCAAGGTAGGATTGATGATTAGGGTGAAGTCGTAACAAGGTATCCGTACCGGAAGGTGCGGCTGGATCACCTCCNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTG 


CTTGCACCCAGTGGCGAACGGGTGAGTAACACGTGTCTAATCTACCTTTTAGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATAATACACCACTATGG 
CATCAGAAGGTGTTGAAAGGTCCGTTTGGACCGCTAAAAGATGAGGATGCGGCGTATTAGTTAGTAGGTGAGGTAATGGCTCACCTAGACGATGATACGTAGCCG 
AACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAA 
TGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAGGGGAAGAATAGCTAGGAGAGGAAATGCTCTTAGTCTGACGGTACCCTACCAGAAAGCC 
ACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGCTTTGTAAGTTTGAGGTTA 
AAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCTTTGCTAGAATACAGGAGAGGTAGATGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAG 
GAACACCAGTGGCGTAGGCGATCTACTGGCCTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACG 
TTGAGTACTAAGTGTCGGCATTATGTCGGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGA 
CCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAACTACAGAGATGTAGTGGAGGTTAACA 
TTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCCTATTATTAGTTACTAACATTCAGTTGAG 
GACTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGTCGGTACA 
AAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGCCGATCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCG 
GATCAGCAACGCCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAATACCAGAAGCAGGTGTCCTAACCGTAAGGAGGG 
AGCCTACCAAGGTAGGATTAGCGATTAGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCC 
AGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGACACAATTTGGCATCAAAATG 
TGTTAAAAGGCCCGTTTGGGCCGCTAAAAGATGAGGATGCGGCGTATTAGCTAGTAGGTAAGGTAATGGCTTACCTAGGCAATGATACGTAGCCGAACTGAGAGG 
TTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGA 
GTGATGACAGTCTTCGGATTGTAAAGCTCTGTTGTAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCACGGCTAACT 
ATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTGATTAAGTTTGAGGTTAAAGCCCGGAG 
CTCAACTCCGGTTCGCCTTGAAAACTGATTAACTAGAATACAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT 
GGCGTAGGCGGTCTACTGGCCTGTAATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTA 
AGTGTCGGCAATTGTCGGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGT 
GGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTACAGAGATGTAGTGGAGGCCAACATTGAGACAGGT 
GGTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTCAGTTGAGGACTCTAATGA 
GACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCTGGTACAAAGAGTCGCAA 
TCCCGCGAGGGGGAGCTAATCTCAAAAAGCCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAACG 
TCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAATGCCAGAAGCACGTATCCTAACCGTAAGGGGGGAGCGTACCAAG 
GTAGGATTAGCGATTAGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACG 
GGTGAGTAACACGTATCTAATCTACCTCTTAGTGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGACACCATTATGGCATCAGAAGGTGTTAAAAGG 
TCCGTTTGGACCGCTAGGAGATGAGGATGCGGCGTATTAGCTAGTAGGTGAGGTAATGGCTCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCC 
ACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGAAGG 
TCTTCGGATTGTAAAGCTCTGTTGTAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGC 
AGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGTGGTTAGTTAAGTTTGAGGTTAAATCCCAGGGCTCAACCCTG 
GTCCGCCTTGAAAACTGGCTAACTAGAATACAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCG 
GTCTACTGGCCTGTGATTGACACTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCA 
ATTTGTCGGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCA 
TGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAACTACAGAGATGTAGTGGAGGCCAACATTGAGACAGGTGGTGCATGG 
TTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTTAGTTACTAACATTAAGTTGAGCACTTTAACGAGACTGCTAG 
TGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCTGATACAAAGAGTCGCAATCCTGTGAG 
GGGGAGCTAATCTCAAAAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAACGTCGCGGTGA 
ATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAATACCAGAAGCACGTATCTTAACCGTAAGGAGAGAGCGTACCAAGGTAGGATTA 
GCGATTAGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAA 
CACGTACCTAACCTACCATATAGTGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGAGGTCATTATCGCATGAGAAGATCTTAAAAGGACCGTTTGG 
TCCGCTATTTGATGGGGGTGCGGCGTATTAGTTAGTAGGTGAGGTAATGGCTCACCTAGACGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGA 
CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTGTCAATGGACGCAAGTCTGAACAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGAT 
TGTAAAGCTCTGTTGTAAGGGAAGAAATATTAGGATAGGAAATGATCCTAATTTGACGGTACCTTATTAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGT 
AATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTACAGGGTGCGTAGGTGGTTTGGCAAGTTTGAGGTTAAATCCCGGAGCTTAACTCCGGTTCGCCTT 
GAAAACTGCCTTACTAGAATACAAGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGCGGCGTAGGCGGTCTACTGG 
CTTGTTATTGACACTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAATACTAGGTGTCGGCAATTATGTCG 
GTGCCGCAGCTAACGCATTAAGTATTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGACGGGGACCCGAACAAGTGGTGGAGCATGTGGTTT 
AATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTATAGAGATATAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTACTAACATTTAGTTGAGGACTCTAATGAGACTGCTAGTGTAAGCT 
AGAGGAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGTCGATACAAAGAGCAGCAATCCCGCGAGGAGGAGCA 
AATCTCAAAAAGTCGATCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAACGTCGCGGTGAATACGTTC 
CCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAATACCAGAAGTATGTATTCTAACCGTAAGGAGGAAGCGTACCAAGGTAGGATTAGCGATTAG 
GGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNT 
GGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACGTATC 
TAATCTACCTTTTAGTGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATATGACAACATTATGGCATCAGAAGTTGTTGAAAGGGGCGTTTGCCCCGCTAG 
AAGATGAGGATGCGGCGTATTAGCTAGTAGGTGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATA 
CGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAAC 
TCTGTTATAAGGGAAGAAATGTTAGAGTAGGAAATGACTTTAATTTGACGGTACCTTATCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATA 
GGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTAAGTTTAGGGTTAAATCCCGGGGCTCAACCCCGGTTCGCCTTGAAAACTG 
CCAATCTAGAATACAGGAGAGGTAAGTGGAATTCCGAGTGTAGCGGTGGAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGACTTACTGGCCTGTTAT 
TGACGCTCATGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAATACTAAGTGTCGGCATTTGTCGGTGCTGCAGC 
TAACGCATTAAGTATTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTTAAAGGAATTGGCGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGC 
AACGCGAAGAACCTTACCAAGGCTTGACATCCAATGCAAAGCTATAGAGATATAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGCC 
GTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTCAGTTGAGCACTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGT 
GGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGTCGGTACAAAGAGTCGCAATCCCGCGAGGGGGAGCTAATCTCAAAA 
AGCCGATCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAACGTCGCGGTGAATACGTTCTCGGGTCTTG 
TACACACCGCCCGTCAAACCATGAGAGTTGATAATGCCAGAAGTACGTATCTTAACCGTAAGGAGGGAGCGTACCAAGGTAGGATTAGCGATTAGGGTTAAGTCG 


TAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTG 
ATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCC 
ATTAGCGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGACATTTTCTGGCATCAGAGAATGTTAAAAGGTCCGTTTGGACCACTAATGGATGAGGGT 
GCGGCGTATTAGTTAGTTGGTGGGGTAATGGCCTACCAAGACAATGATACGTAGCCGAACTGAGAGGTTGAACGGCCACATCGGGACTGAGACACGGCCCGAACT 
CCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGACTGAAGACGGTCTTCGGATTGTAAAGGTCTGTTGTAAG 
GGAAGAACAGTAAGTATAGGAAATGATACTTATTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCG 
TTATCCGGATTTATTGGGCGTAAAGCGTGCGCAGACGGTTTAACAAGTTTGGGGTCAAATTCTGGAGCTTAACTCCAGTTCGCCTTGAAAACTGTTAAGCTAGAG 
TGTAGGAGAGGTCGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGTCGACTGGCCTATCACTGACGTTTAGG 
CACGAAAGCGTAGGGAGCAAATAGGATTAGATACCCTAGTAGTCTACGCCGTAAACGATGAGTACTAAGTGTCGGACTAAGTTCGGTGCTGCAGCTAACGCATTA 
AGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGA 
ACCTTACCAAGGCTTGACATCCAGTGCAAAGCTGTAGAAATACAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTT 
TGGTTAAGTCCAGTAACGAGCGCAACCCTTGCCGTTAGTTACTCCATTAAGTTGAGATACTCTAACGGGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACG 
TCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCCGGTACAAACAGTTGCGATCTCGTAAGAGGGAGCTAATCTGAAAAAGCCGGTCTC 
AGTTCGGATTGAGGGCTGCAACTCGCCCTCATAAAGCCGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGC 
CCGTCACACCATGAGAGTTGATAATACCAGAAGTCGGTATTCTAACCGTAAGGAGGAAGCCGCCCAAGGTAGGATTGATGATTAGGGTGAAGTCGTAACAAGGTA 
TCCGTACGAGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTC 
AGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGG 
GATAACAGTTGGAAACGACTGCTAATACCGCATACGACACCATTATGGCATCAGAAGGTGTTAAAAGGCCCGTTTGGGTCGCTAGAAGATGAGGATGCGGCGTAT 
TAGCTAGTAGGCGGGGTAATAGCCCACCTAGGCAATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGA 
GGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTTGTAAGGGAAGAAAT 
GCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGA 
TTTATTGGGCGTATAGGGTGCGTAGGCGGTTAGTTAAGTTTGAGGTTAAAGACTGGAGCTCAACTCCAGCGCGCCTTGAAAACTGGCTAACTAGAATGCAGGAGA 
GGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGTAGGCGGTCTACTGGCCTGTTATTGACGCTGAGGCACGAAAGC 
GTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATTAGTCGGTGCTGCAGCTAACGCATTAAGTACTCCGC 
CTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAG 
GGCTTGACATCCAGTGCAAAGCTATAGAGATATAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCCTATCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGACTGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTA 
TGTCCTGGGCTACACACGTGCTACAATGGCTGATACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGTCAGTCTCAGTTCGGATTGAAGTCTGCA 
ACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAACGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTG 
GTAATACCAGAAGCACGTATCTTAACCGTAAGGAGAGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGC 
TGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCAT 
GCTTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAAACGACT 
GCTAATACCGCATACGACATCATTATCGCATGAGAAGATGTTGAAAGGCCCGTTTGGGTCGCTAGAAGATGAGGATGCGGCGTATTAGCTAGTAGGTGGGGTAAT 
GGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTT 
CACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATTGTAAAGCTCTGTTGTAAGGGAAGAACAGCTAGAAGAGGAAATGCTTT 
TAGTTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTG 
CGTAGGAGGTTAGTTAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGGCTGACTAGAATGCAGGAGAGGTAGATGGAATTCCATGTG 
TAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGTAGGCGGTCTACTGGCCTGTTATTGACTCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTA 
GATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATTAAGTCGGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAA 
GAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGTGCAA 
AGCTACAGAGATGTAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCC 
TATCATTAGTTACTAACATTAAGTTGAGGACTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGG 
CTACACACGTGCTACAATGGCTGATACAAAGAGTCGCAATCCTGTGAGGGGGAGCTAATCTCAAAAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTT 
CATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGG 
CGAACGGGTGAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGACATCATTATCGCATGAGAAGATGTT 
GAAAGGCCCGTTTGGGTCGCTAGAAGATGAGGATGCGGCGTATTAGCTAGTAGGCGGGGTAATGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGA 
TCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGA 
TGACGGTCTTCGGATTGTAAAGCTCTGTTGTAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGT 
GCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGAGGTTAGTTAAGTTTGAGGTTAAAGCCCGGAGCTCA 
ACTCCGGTTCGCCTTGAAAACTGGCTAACTAGAATGCAGGAGAGGTAGATGGAATTTCATGTGTAGCGGTGGAATGCGTAGATATATGAAGGAACACCAGTGGCG 
AAGGCGGTCTACTGGCCTGTGATTGACTCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTG 
TCGGCTTTAAGTCGGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGT 
GGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTACAGAGATGTAGTGGAGGCTAACATTGAGACAGGTGGT 
GCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTAAGTTGAGGACTCTAATGAGAC 
TGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCTGATACAAAGAGTTGCAATCC 
TGCGAGGGGGAGCTAATCTCAAAAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAATGTCG 
CGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAATACCAGAAGCACGTATCTTAACCGTAAGGAGGGAGCGTACCAAGGTA 
GGATTAGCGATTAGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGT 
GAGTAACACGTATCTAATCTACCTTTTAGTGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGACATCATTATCGCATGAGAAGATGTTAAAAGGCCC 
GTTTGGGTCGCTAGAAGATGAGGATGCGGCGTATTAGCTAGTAGGCGGGGTAATGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACA 
TTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCT 
TCGGATTGTAAAGCTCTGTTATAAGGGAAGAATAGCTAGAAGAGGAAATGCTTTTAGTCTGACGGTACCTTATCAGAAAGCCACGGCTAACTATGTGCCAGCAGC 
CGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTGTTAAGTTTGAGGTTAAAGCCCGGGGCTCAACCCCGGTT 
CGCCTTGAAAACTGGCAAACTAGAATGCAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGTAGGCGGTC 
TACTGGCCTGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATAA 
GTCGGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTG 
GTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTACAGAGATGTAGTGGAGGCCAACATTGAGACAGGTGGTGCATGGTTGT 
CGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTCAGTTGAGGACTCTAATGAGACTGCTAGTGTA 
AGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCTGGTACAAAGAGTCGCAATCCCGCGAGGGGG 
AGCTAATCTCAAAAAGCCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAACGTCGCGGTGAATAC 
GTTCTCGGGTCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAATACCAGAAGCATGTATCTTAACCGCAAGGAGAGAGCGTACCAAGGTAGGACTAGCGA 


TTAGGGTGAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNTGGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACG 
TATCTAATCTACCTCTTAGTGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGACACCATTATGGCATCAGAAGGTGTTGAAAGATCCGTTTGGATCG 
CTAAGAGATGAGGATGCGGCGTATTAGCTAGTAGGTAAGGTAATGGCTTACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGA 
GATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTCTTCGGATTGTA 
AAACTCTGTTGTAAGGGAAGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATA 
CATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGTGGTTAGTTAAGTTTGAGGTTAAATCCCAGGGCTCAACCCTGGTCCGCCTTGAAA 
ACTGGCTAACTAGAATACAGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGCCTG 
TTATTGACACTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCAATTTGTCGGTGCT 
GCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTC 
GAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAACTACAGAGATGTAGTGGAGGCCAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATCGTTAGTTACTAACATTAAGTTGAGCACTTTAACGAGACTGCTAGTGTAAGCTAGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCTGATACAAAGAGTCGCAATCCTGTGAGGGGGAGCTAATCT 
CAAAAAGTCAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAACGTCGCGGTGAATACGTTCTCGGG 
TCTTGTACACACCGCCCGTCACACCATGAGAGTTGGTAATACCAGAAGCACGTATCTTAACCGCAAGGAGAGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGA 
AGTCGTAACAAGGTATCCGTACGGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGA 
GTTTGATCCTGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATC 
TACCCATTAGCGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGACATTTTCTGGCATCAGAGGATGTTAAAAGGTCCGTTTGGATCACTAATGGATG 
AGGGTGCGGCGTATTAGCTAGTTGGTGGGGTAATGGCCTACCAAGGCAATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATCGGGACTGAGACACGGCCC 
GAACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGACTGAAGACGGTCTTCGGATTGTAAAGGTCTGTT 
GTAAGGGAAGAACAGTAAGTATAGGAAATGATACTTATTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGC 
AAGCGTTATCCGGATTTATTGGGCGTAAAGCGTGCGCAGACGGTTTAGCAAGTTTGGGGTTAAAACCTGGAGCTCAACTCCAGGTCGCCTTGAAAACTGTTAGGC 
TAGAGTGTAGGAGAGGTTGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGATCAACCGGCCTATTACTGACGT 
TTAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTCGGACTAAGTTCGGTGCTGCAGCTAACG 
CATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAAGGCTTGACATCCAGTGCGAAGCTGTAGAGATACAGTAGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAG 
GTGTTTGGTTAAGTCCAGCAACGAACGCAACCCTTGCCGTTAGTTACTCCATTAAGTTGAGATACTCTAACGGGACTGCTAGTGCAAACTAGAGGAAGGTGGGGA 
TGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGATACAATGGCCGGTACAAACAGTTGCGATCTCGCAAGGGGGAGCTAATCTGAAAAAACCG 
GTCTCAGTTCGGATTGAGGGCTGCAACTCGCCCTCATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACAC 
ACCGCCCGTCACACCATGAGAGTTGATAATACCAGAAGTCGGTATCCTAACCGTAAGGAGGGAGCCGCCCAAGGTAGGATTGATGATTAGGGTGAAGTCGTAACA 
AGGTATCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGGAGAGTTTGATCC 
TGGCTCAGGATGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTTTA 
GTGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGACTTCATTATGGCATCAGAAGAAGTTAAAAGGCCCGTTTGGGTCGCTAGAAGATGAGGATGCG 
GCGTATTAGCTAGTAGGTGAGGTAACTGCTCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCT 
ACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTTATAAGGGA 
AGAAATGCTAGAAGAGGAAATGCTTTTAGTTTGACGGTACCTTATCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTA 
TCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTGTTAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGGCAGACTAGAATGC 
AGGAGAGGTAGATGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGTAGGCGGTCTACTGGCCTGTTATTGACGCTGAGGCAC 
GAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATTAGTCGGTGCTGCAGCTAACGCATTAAGTA 
CTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCT 
TACCAGGGCTTGACATCCAGTGCAAAGCTACAGAGATGTAGTGGAGGCTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGT 
TAAGTCCCGCAACGAGCGCAACCCCTATCATTAGTTACTAACATTCAGTTGAGGACTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAA 
ATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGATACAAAGAGTCGCAATCCCGCGAGGGGGAGCTAATCTCAAAAAGTCGGTCTCAGTT 
CGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGT 
CACACCATGAGAGTTGGTAATACCAGAAGCACGTATCTTAACCGTAAGGAGAGAGCGTACCAAGGTAGGATTAGCGATTAGGGTGAAGTCGTAACAAGGTATCCG 
TACGGGAACGTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGATCCTGGCTCAGGA 
TGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGTGCTTGCACCCAGTGGCGAACGGGTGAGTAACACGTGTCTAATCTACCTTTTAGAGGGGGATA 
ACAGTTGGAAACGACTGCTAATACCGCATATGACACCACTATGGCATCAGAAGGTGTTGAAAGGTCCGTTTGGACCGCTAAAAGATGAGGATGCGGCGTATTAGT 
TAGTAGGTGAGGTAATGGCTCACCTAGACGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCA 
GCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGTAGGAGAAGAAYAACTA 
GGAGAGGAAATGCTCTTAGTCTGACGGTACCCTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTA 
TTGGGCGTATAGGGTGCGTAGGCGGCTTAGTAAGTTTGAGGTTAAAGCCCGGGGCTCAACTCCGGTTCGCCTTGAAAACTGCTTTGCTAGAATACAGGAGAGGTA 
GATGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCAGTGGCGTAGGCGATCTACTGGCCTGTTATTGACGCTGAGGCACGAAAGCGTGG 
GGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTGTCGGCATTATGTCGGTGCTGCAGCTAACGCATTAAGTACTCCGMCTG 
AGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGC 
TTGACATCCAGTGCAAAACTACAGAGATGTAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCG 
CAACGAACGCAACCCCTATTATTAGTTACTAACATTCAGTTGAGGACTCTAATGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATG 
CCCCTTATGTCCTGGGCTACACACGTGCTACAATGGTCGGTACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGCCGATCTCAGTTCGGATTGAA 
GTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGGATCAGCAACGCCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCATG 
AGAGTTGGTAATACCAGAAGCAGGTGTCCTAACCGTAAGGAGGGAGCCTACCAAGGTAGGATTAGCGATTAGGGTGAAGTCGTAACAAGGTATCCGTACGGGAAC 
GTGCGGCTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCTAGCGGCAGGCCTAACACATGCAAGTCGAG 
GGGTAACATTGGAGCTTGCTTCAGATGACGACCGGCGCACGGGTGCGTAACGCGTATACAATCTACCTTTTGCTGAGGGATAGCCCAGAGAAATTTGGATTAATA 
CCTCATAGTATACACTACTTTCATGAGTTATGTATTAAAGGTTACGGCAAAAGATGAGTATGCGTCCTATTAGCTAGATGGTAAGGTAACGGCTTACCATGGCAA 
CGATAGGTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAAC 
TCTGATCCAGCCATGCCGCGTGCAGGATGACTGCCCTATGGGTTGTAAACTGCTTTTATACAGGAAGAAACACTGCTACGTGTAGCAGCTTGACGGTACTGTAAG 
AATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGTGGATAATTAAGTC 
AGAGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCTTTGATACTGGTTATCTTGAATCATTATGAAGTGGTTAGAATATGTAGTGTAGCGGTGAAATGCATAGA 
TATTACATAGAATACCAATTGCGAAGGCAGATCACTAATAATGTATTGACACTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACG 
CCGTAAACGATGGATACTAGCTGTTCGGAACTTGTTTCTGAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGATTGACAGGTTTAGAGATAGA 
CTTTTCTTCGGACAATTTACAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCC 
AGCGAGTCATGTCGGGAACTCTAACAAGACTGCCAGTGCAAACTGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCTACACACGTG 
CTACAATGGTAGGGACAGAGAGCAGCCACTGTGCGAACAGGAGCGAATCTATAAACCCTATCACAGTTCGGATCGGAGTCTGCAACTCGACTCCGTGAAGCTGGA 


ATCGCTAGTAATCGCATATCAGCCATGATGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGCTGGGAGTGCCTGAAGTCCGTCAC 
CGTAAGGAGCGGCTTAGGGTAAAGTCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGAYRAACGCTGGCGGCATGC 
CTAATACATGCAAGTCGAACGGAGGTGCTTGCACCTCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTCTAGCGGGGGATAACTTTTGGAAACGAAA 
GGTAATACCGCATGTGGATGTTATTATCGCATGAGAAAACATTCAAAGATCCGTTTGGATCACTAGAAGATGAGGATGCGGCGTATTAGCTAGTAGGCGGGGTAA 
ARGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTT 
TCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGGGAAGAAAACATAGGAGAGGAAATGCTC 
TTATCTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGT 
GCGTAGGCGGTTTCGCAAGTTTGAGGTTAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCGGGACTAGAATATCAGAGAGGTAAGCGGAATTCCATGT 
GTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTTACTGGCTGATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATT 
AGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTATTGGGGATTACCTCAGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGC 
AAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATACAGTGC 
AAAGCTACAGAGATGTAGTGGAGGTTAACATTGATACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACC 
CTTGTCGTTAGTTACTAACATTAAGTTGAGGACTCTAACGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTG 
GGCTACACACGTGCTACAATGGCCGATACAAAGAGTCGCAATCTCGCGAGRGGGAGCTAATCTCAAAAAGTCGGTCTCAGTTCGGATTGAAGTCTGCAACTCGAC 
TTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGAGAGTTGGTAATAC 
CAGAAGTACGTTTCCTAACCGTAAGGAAGGCGCGTCCCAAGGTAGGACTAGCGATTGGGGTTAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGRTGGATCA 
CCTCCTTTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACACATGCAAGTCGTACGAGAACTCCCTTGCTTGCAAGGGATAGT 
AAAGTGGCGCACGGGTGAGTAACGCGTGGGTAATCTACCCTTGGATTCGGGATAACATTGCGAAAGCGGTGCTAATACCGGATAACATTCGCAGGTCTTAGGATG 
TGCGGATCAAAGATGGCCTCTACATGTAAGCTATCGTCTGGGGAGGAGCTCGCGTACCATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCTCCGATGGTTAG 
CTGGTCTGAGAGGATGATCAGCCACACTGGAACTGACACACGGTCCAGACTCCTACGGGAGGCAGCAGTGAGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAG 
CAACGCCGCGTGAGTGATGAAGGCCTTCGGGTCGTAAAGCTCTGTCAAGTGGGAAGAACCTGCTTCTGATTAATACTCAGGAGTACTGACGGTACCACTGAAGGA 
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGCAGGCGGCCGTTTAAGTCAGAT 
GTGAAATCCCGGGGCTTAACCCCGGAAGTGCATTTGATACTGGATGGCTTGAGTATGGGAGAGGGAAGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATC 
AGGAGGAACACCGGTGGCGAAGGCGACTTCCTGGACCAATACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGT 
AAACGTTGATCACTAGGTGTAGCGGGTATTGACCCCTGCTGTGCCGCAGCTAACGCATTAAGTGATCCGCCTGGGAGTACGGCCGCAAGGTTAAAACTCAAAGGA 
ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAAAACCTTACCTGGATTTGACATCTCGGGAATCTCTTTGAAAGAAGAGA 
GTGCCCTTCGGGGAGCCCGATGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATGTTTAGTT 
GCCATCATTCAGTTGGGCACTCTAAATAGACTGCCCCGGTTAACGGGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGT 
GCTACAATGGATCGCACAAAGGGCAGCGAACTCGCGAGAGTAAGCCAATCCCAAAAAACGGTCCTCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGTTG 
GAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGGCTGTACCAGAAGTCGTCGG 
GCTAACCTTCGGGAGGCAGGCGCCTAAGGTATGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGAACGCTGGCGGCAGG 
CCTAACACATGCAAGTCGAGCGAGACCTTCGGGTCTAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTGCCCTTCTCTGCGGAATAGCCACTGGAAACGGTGAG 
TAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGTCTACGATCTATA 
GCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGCAAGCCTGATCTA 
GCCATGCCGCGTGTGTGATGAAGGTCTTAGGATCGTAAAGCACTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCA 
GCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGATCAGAAAGTATAGGGTGAAATCCCAGGGCTCAACCCTGG 
AACTGCCTTGTAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCG 
GCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGC 
AGTATACTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTG 
GAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTGTGCTAACCCGAGAGATCGGGCGTTCACTTCGGTGACGCAGTGACAGGT 
GCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAAGG 
AAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAA 
TCCCCAAAAGCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGGAACAGCATGCCACGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGGCCGTGCGCCAACCTTTCGAGGAGGCAGCGGACCACGGTAGGATCAGCGACTGGGG 
TGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGAACGAAC 
GCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGAGACCTTCGGGTCTAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTGCCCTTCTCTGCGGAATAGCCACT 
GGAAACGGTGAGTAATACCGCATACGCCCTTCGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAATGGCCTACCAAGT 
CTACGATCTATAGCTGGTTTTAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTAGACAATGGGCGC 
AAGCCTGATCTAGCCATGCCGCGTGTGTGATGAAGGTCTTAGGATCGTAAAGCACTTTCGCCAGGGATGATAATGACAGTACCTGGTAAAGAAACCCCGGCTAAC 
TCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGATCAGAAAGTTGGGGGTGAAATCCCAGG 
GCTCAACCCTGGAACTGCCTCCAAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCA 
GTGGCGAAGGCGGCTCACTGGCTCGATACTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGC 
CAGTCGTCGGGCAGTATACTGTTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCC 
GCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTGTGCTAACCCGAGAGATCGGGCGTTCACTTCGGTGAC 
GCAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGTTCGGCTG 
GGCACTCTAAGGAAACTGCCCGTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTG 
ACAATGGGTTAATCCCCAAAAGCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAATCGCTAGTAATCGTGGAACAGCATGCCACGGTGA 
ATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTTCTACCCGACGGCCGTGCGCCAACCTTTCGAGGAGGCAGCGGACCACGGTAGGAT 
CAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNT 
GGAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGTAACAGATCTAGCTTGCTAGATGCTGACGAGCGGCGGACGG 
GTGAGTAATGCTTAGGAATCTGCCCAGTAGTGGGGGACAACAATCGGAAACGGTTGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCTTCGGACCTT 
GCGCTATTGGATGAGCCTAAGTCGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGAC 
TGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTT 
GTAAAGCACTTTCAGCGAGGAGGAAGGCTCTAAAGTTAATACCTTTAGGGATTGACGTTACTCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTA 
ATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTAGGTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATT 
TCGAACTGTCTGACTAGAGTGTGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGG 
ACCAACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTAGCCGTTGGGACTCTTGAAG 
TCTTAGTGGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATCCAGAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATG 
GCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCTGGTTGCTAACAGGTAATGCTGAGAACTCCAGGGAGACTGC 
CGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTACGGCCAGGGCTACACACGTGCTACAATGGCGCGTACAGAGGGCTGCCAACTCG 
CGAGAGTGAGCCAATCCCTTAAAACGCGTCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGTAGTTAGTCTAACCTTCGGGAGGACGATTACCACGGTGTGG 


TTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGYTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCTTTGATTTTCACCGGAGCTYGCTCCACCGAAAATCAAAGAGTGGCGGACGGGT 
GAGTAACACGTGGGCAACCTGCCCAACAGAGGGGGATAACACTTGGAAACAGGTGCTAATACCGCATAATTTGTTTTTCCGCATGGAAGAATAATAAAAGACGCT 
TCGGTGTCACTGTTGGATGGGCCCGCGCTGCATTAGTTAGTTGGTGGGGTAACGGCCTACCAAGACCATGATGCATAGCCGACCTGAGAGGGTGATCGGCCACAC 
TGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTT 
CGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGTGAGAGAGTTACTGTTCTCACCTTGACGGTATCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCC 
GCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCTCGGCTCAACCGAGGAAG 
GTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACT 
CTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTGGAGGGT 
TTCCGCCCTTCAGTGCTGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGG 
AGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTTGACCACTCTAGAGATAGAGCTTTCCCTTCGGGGACAAAGTGACAGGTG 
GTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTCAGTTGGGCACTCTAGCGAG 
ACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACGGTACAATGAGTCGCAA 
GACCGCGAGGTTTAGCTAATCTCTTAAAGCCGTTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATCGCTAGTAATCGTGGATCAGCACGC 
CACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCAAAGTCGGTGAGGTAACCTTTTGGAGCCAGCCGCCTAAGG 
TGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAC 
GCTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGTCTAAGTAAGCAACCTAGTTGAGAACTTAGATAGCGGCGGACGGGTGAGTAACGCGTGGAGAACCTACCT 
TGTAGAGGGGGATAGCCTCGGGAAACCGGGATTAATACCCCATGACACTGAAATACCGCATGGTATTTGAGTCAAAGCGAGCAAGCGCTACAAGATGGCTCCGCG 
TCCCATTAGCTAGTTGGTGAGATAACAGCTCACCAAGGCGACGATGGGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCT 
ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTGATAAGGGA 
AGAAGAAGTGACAGTACCTTAAGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGG 
GTGCGTAGGCGGCCAAATAAGTCAGATGTGAAAGTCCAAGGCTCAACCATGGAATAGCATTTGAAACTGCATGGCTTGAGTGCAGGAGAGGAGAGCGGAATTCCT 
AGTGTAGCGGTGAAATGCGTAGAGAT TAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGG 
ATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGAGGAATCTCGGTGCCGGAGT TAACACAATAAGCACTCCGCCTGGGGAGTACGAC 
CGCAAGGTTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGGCTTGACATCCCT 
TGACGACCTAAGAGATTAGGTGTTCTCGTTATACGGGACAAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTATATTTAGTTGCCAGCAAGTAAAGTTGGGCACTCTAAATAGACTGCCGGCAAGAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGCCCTGGGCTACACACGTGCTACAATGGTCTGTACAAAGGGAAGCGAAAGAGTGATCTGGAGCGAATCCCAGAAAGCAGATCTCAGTTCGGATTGCAG 
GCTGCAACTCGCCTGCATGAAGGAGGAGTTGCTAGTAATCGCGGATCAGAATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAG 
AGTTGGCAACACCCGAAGTCAGTGAGCCAACCTAGAAATAGGAGGCAGCTGCCGAAGGTGGGGCCAATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCAGGAYGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGAGGTGCT 
TGCACCTCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTCTAGCGGGGGATAACTTTTGGAAACGAAAGGTAATACCGCATGTGGATGTTATTATCG 
CATGAGAAAACATTCAAAGATCCGTTTGGATCACTAGAAGATGAGGATGCGGCGTATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCG 
AACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAA 
TGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGTTGTAAGGGAAGAAAACATAGGAGAGGAAATGCTCTTATCTTGACGGTACCTTACCAGAAAGCC 
ACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTCGCAAGTTTGAGGTTA 
AAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCGGGACTAGAATATCAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAA 
GAACACCAGTGGCGAAAGCGGCTTACTGGCTGATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACG 
TTGAGTACTAAGTATTGGGGATTACCTCAGTGCTGCAGCTAACGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGG 
ACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTTACCAGGGCTTGACATACAGTGCAAAGCTACAGAGATGTAGTGGAGGTTAAC 
ATTGATACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTAACATTAAGTTGA 
GGACTCTAACGAGACTGCTAGTGTAAGC TAGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGATAC 
AAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGTCGGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGC 
GAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCAAACCACGAGAGTTGGTAATACCAGAAGTACGTTTCCTAACCGTAAGGAAG 
GCGCGTCCCAAGGTAGGACTAGCGATTGGGGTTAAGTCGTAACAAGGTATCCGTACGGGAACGTGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNATTGAACGCTAGCGGGATGCCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAACGGGTGAGTAATGTAT 
CGGAACGTGCCTAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCGCAAGACCTTGCACTATTAGAGC 
GGCCGATATCGGATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTITT 
GGCAGGAAAGAAACGTCATGGGCTAATACCCCGTGAAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC 
AAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGAGCTTAACTTTGGAACTGCATTTTTAACTACCGAG 
CTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCTGGGATAACACTGACG 
CTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGCCTTGGTAGCGCAG 
CTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATG 
CAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATTCCGAAGAGATTTGGAAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGC 
TCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAA 
GGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTCGCCAACCCGCGAGGGGGAGCCAATCCCA 
GAAACCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCT 
TGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTAGTTAGCCTAACCGYAAGGGGGGCGATTACCACGGTAGGATTCATGACNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGGATGCCTTACACATGCAAGTCGAACGGCAGCACGGACTTCGGTCTGGTGGCGAGTGGCGAAC 
GGGTGAGTAATGTATCGGAACGTGCCCAGTAGCGGGGGATAACTACGCGAAAGCGTAGCTAATACCGCATACGCCCTACGGGGGAAAGCAGGGGATCGCAAGACC 
TTGCACTATTGGAGCGGCCGATATCGGATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGG 
TTGTAAAGCACTTTTGGCAGGAAAGAAACGTCGTGGGTTAATACCCCGCGAAACTGACGGTACCTGCAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGG 
TAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGAGCTTAACTTTGGAACTGCA 
TTTTTAACTACCGAGCTAGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCTCCT 
GGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGG 
GCCTTGGTAGCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATG 
TGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATTCYGAAGAGATTTRGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGC 
ATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGT 
GACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCACACGTCATACAATGGTCGGGACAGAGGGTCGCCAACCCGCGAG 
GGGGAGCCAATCCCAGAAACCCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAA 
TACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTTTACCAGAAGTAGTTAGCCTAACCGCAAGGGGGGCGATTACCACGGTAGGATTCA 


TGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAGTTTGAT 
CCTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGRRAGAAAGCTTGCTTTCTTTGCTGACGAGCGGCGGACGGGTGAGTAA 
TGCCTAGGGAACTGCCCAGTCGAGGGGGATAACAGTTGGAAACGACTGCTAATACCGCATACGCCCTACGGGGGAAAGGAGGGGCTCTTCGGACCTTTCGCGATT 
GGATGTACCTAGGTGGGATTAGCTTGTTGGTGAGGTAAGAGCTCACCAAGGCGACGATCCCTAGCTGTTCTGAGAGGATGATCAGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCA 
CTTTCAGCGAGGAGGAAAGGTTAACGGTTAATACCCGTTAGCTGTGACGTTACTCGCAGAAGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAGG 
GGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTG 
GCAAACTAGAGTCTTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGAC 
TGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCTACTCGGAATTTGGTGTCTTGAACACTGGGTT 
CTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAAT 
TCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTTACCAGAGATGGTTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGT 
CAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTATTTGCCAGCACGTAATGGTGGGAACTTTAGGGAGACTGCCGGTGATA 
AACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGAGTAGGGCTACACACGTGCTACAATGGCGAGTACAGAGGGTTGCGAAGCCGCGAGGTGA 
AGCTAATCCCAGAAAGCTCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACG 
TTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCTGCACCAGAAGTAGATAGCTTAACCTTCGGGAGGGCGTTTACCACGGTGTGGTTCATGAC 
TGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGYTGGATCACCTCCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNATCCTGGCTCAGGAYGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGAGGTGCTTGCACCTCAGTGGCGAACGGGTGAGTAACACGTATCTAATCT 
ACCTTCTAGCGGGGGATAACTTTTGGAAACGAAAGGTAATACCGCATATGGATATTATTATCGCATGAGAAAATATTCAAAGATCCGTTTGGATCACTAGAAGAT 
GAGGATGCGGCGTATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCC 
CAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGCCTTCGGGTTGTAAAGCTCTGT 
TGTAAGGGAAGAAAAAATAGGAGAGGAAATGCTCTTATCTTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGG 
CAAGCGTTATCCGGATTTATTGGGCGTATAGGGTGCGTAGGCGGTTTTGCAAGTTTGAGGT TAAAGCCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTGCGGAA 
CTAGAATATCAGAGAGGTAAGCGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAAGCGGCTTACTGGCTGATTATTGACG 
CTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGTTGAGTACTAAGTATTGGGGATTACCTCAGTGCTGCAGCTAA 
CGCATTAAGTACTCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAAC 
ACGAAGAACCTTACCAGGGCTTGACATCCAGTGCAAAGCTACAGAGATGTAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTG 
AGGTGTTGGGTTAAGTCCCGCAACGAACGCAACCCTTGTCGTTAGTTACTACCATTAAGTTGAGGACTCTAACGAGACTGCTAGTGTAAGCTAGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCCTTATGTCCTGGGC TACACACGTGCTACAATGGCCGATACAAAGAGTCGCAATCTCGCGAGGGGGAGCTAATCTCAAAAAGT 
CGGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTAC 
ACACCGCCCGTCAAACCACGAGAGTTGGTAATACCAGAAGTACGTTTCCTAACCGTAAGGAAGGCGCGTCCCAAGGTAGGACTAGCGATTGGGGTTAAGTCGTAA 
CAAGGTATCCGTACGGGAACGTGCGGRTGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGGATGAACGCTGACAG 
AATGCTTAACACATGCAAGTCTACTTGAATTTGGGTTTTTTAACTTCGATTTGGGTGGCGGACGGGTGAGTAACGCGTAAAGAACTTGCCTCACAGCTAGGGACA 
ACATTTGGAAACGAATGCTAATACCTAATATTATGATTTTAGGGCATCCTAGAATTATGAAAGCTATATGCGCTGTGAGAGAGCTTTGCGTCCCATTAGCTAGTT 
GGAGAGGTAACGGCTCACCAAGGCGATGATGGGTAGCCGGCCTGAGAGGGTGATCGGCCACAAGGGGACTGAGACACGGCCCTTACTCCTACGGGAGGCAGCAGT 
GGGGAATATTGGACAATGGACCAAGAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTTTTTCGGAATGTAAAGTGCTTTCAGTTGGGAAGAAAAAAATGACG 
GTACCAACAGAAGAAGTGACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTCACAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGT 
TATGTAAGTCTGATGTGAAAATGCAGGGCTCAACTCTGTATTGCGTTGGAAACTGTGTAACTAGAGTACTGGAGAGGTAAGCGGAACTACAAGTGTAGAGGTGAA 
ATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTGGACAGATACTGACGCTGAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGATTACTAGGTGTTGGGGGTCGAACCTCAGCGCCCAAGCAAACGCGATAAGTAATCCGCCTGGGGAGTACGTACGCAAGTATGAA 
ACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAGGAACCTTACCAGCGTTTGACATCTTAGGAATGAGACAG 
AGATGTTTCAGTGTCCTTTCGGGGAAACCTAAAGACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 
CTTTCGTATGTTACCATCATTAAGTTGGGGACTCATGCGATACTGCCTACGATGAGTAGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATACGCTG 
GGCTACACACGTGCTACAATGGGTAGAACAGAGAGTTGCAAAGCCGTGAGGTGGAGCTAATCTCAGAAAACTATTCTTAGTTCGGATTGTACTCTGCAACTCGAG 
TACATGAAGTTGGAATCGCTAGTAATCGCGAATCAGCAATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTGGTTGCAC 
CTGAAGTAGCAGGCCTAACCGCAAGGAGGGATGCTCCGAGGGTGTGATTAGCGATTGGGGTGAAGTCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNCGTGCCTAACACATGCAAGTCGAGCGAGGAGAAAAGAGCTTGCTCTTGGATCCTAGCGGCGGACGGGTGAGTAACGCGTGGGTAACCTGC 
CCTATACACACGGATAACATACCGAAAGGTATGCTAATACGGGATAAGCTAAGATAAGGCATCTTATCATAGTCAAAGCGAAAGCGGTATAGGATGGGCCCGCGT 
CCCATTAGCTAGTTGGTGAGGTAAAAGCTCACCAAGGCGACGATGGGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACGGTCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTCCTAAGGGAA 
GAAGGATTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGG 
TGCGTAGGCGGCTGTACAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTYTTGAAACTGTACGGCTTGAGTGCAGGAGAGGAGAGTAGAATTCCCA 
GTGTAGCGGTGAAATGCGTAGATATTGGGAGGAATACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTCGGGGGTTACCCCCTCGGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACG 
CTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCAGCGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTAGGCTTGACATCC 
CTCGGACCGCTTCTTAATAGAAGCTTTCCCTTATGGGACTGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTACCTTTAGTTGCCAGCACTTAGGGTGGGCACTCTAGAGGGACTGCCGAGGACAACTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGC 
CCCTTATGCCTAGGGCTACACACGTGCTACAATGGCTAGTACAGAGGGAAGCGAAACTGCGAAGTGGAGCAAATCCCTTAAAGCTAGTCTCAGTTCGGATTGCAG 
GCTGCAACTCGCCTGCATGAAGCTGGAGTTGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATGCGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGG 
AGTCGGAGGCACCCGAAGTCGGGAAACCAACCGCAAGGAGGGACCCGCCGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNT 
CAGGAYGAACGCTGGCGGCATGCCTAATACATGCAAGTCGAACGGGGGTGCTTGCACCCCAGTGGCGAACGGGTGAGTAACACGTATCTAATCTACCTTAAAGCG 
GGGGATAACCTTTGGAAACGAAGGATAATACCGCATGTGAACTTCAACTGGCATCAGTTGAAGTTGAAAGTTCCGTTTGGAACACTTTAAGATGAGGATGCGGCG 
TATTAGCTAGTAGGCGGGGTAAAGGCCCACCTAGGCGATGATACGTAGCCGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATTTTTCACAATGGACGAAAGTCTGATGAAGCAATGCCGCGTGAGTGATGACGGTCTTCGGATTGTAAAGCTCTGTTGTAAGGGAAGA 
AAACTTAGGAGAGGAAATGCTCTTAAGCTGACGGTACCTTACCAGAAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTGGCGAGCGTTATCC 
GGAATTATTGGGCGTATAGGGTGCGTAGGCGGTTTTGTAAGTTTGAGGTTAAAGTCCGGAGCTCAACTCCGGTTCGCCTTGAAAACTACATCACTAGAATACAAG 
AGAGGTAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCTGTGGCGAAAGCGGCTTACTGGCTTGTTATTGACGCTGAGGCACGAA 
AGCGTGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCACGCCGTAAACGATGAGTACTAAGTGTCGGGGATTTCCTCGGTGCTGCAGCTAACGCATTAAGTAC 
TCCGCCTGAGTAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGTGGTGGAGCATGTGGTTTAATTCGAAGCAACACGAAGAACCTT 
ACCAGGGCTTGACATCCAGTGCGAAGCTATAGAGATATAGTGGAGGTTAACATTGAGACAGGTGGTGCATGGTTGTCGTCAGTTCGTGCCGTGAGGTGTTGGGTT 
AAGTCCCGCAACGAACGCAACCCTTGTTGTTAGTTACTACCATTAAGTTGAGGACTCTAACAAGACTGCTAGCGTAAGCTAGAGGAAGGTGGGGATGACGTCAAA 
TCATCATGCCCCTTATGTCCTGGGCTACACACGTGCTACAATGGCCGATACAAAGAGCTGCAAACCTGCGAAGGCTAGCTAATCTCAAAAAGTCGGTCTTAGTTC 
GGATTGGAGTCTGCAACTCGACTCCATGAAGCCGGAATCACTAGTAATCGCGAATCAGCTATGTCGCGGTGAATACGTTCTCGGGTCTTGTACACACCGCCCGTC 
AAACCACGAGAGTTGGTAATACCAGAAGTAGGTAGCTTAACCGTAAGGAGAGCGCTTCCCAAGGTAGGACTAGCGATTGGGGTTAAGTCGTAACAAGGTATCCCT 


ACGGGAACGTGCGGATGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGAA 
ACGATGATTCTGAACCTTCGGGGAACGAATTAGGCGTCGAGCGGCGGACGGGTGAGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACCATTGGAAACGAT 
GGCTAATACCGCATAACGTCTACGGACCAAAGAGGGGGACCTTCGGGCCTCTCGCTTCAGGATATGCCCAGGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCAC 
CAAGGCGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAGTCGTGAGGAAGGCGTTGAAGTTAATAGCTTCAGCGTTTG 
ACGTTAGCGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGT 
GGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACCGCATTTGAAACTGGCAGGCTAGAGTACTGTAGAGGGGGGTAGAATTTCAGGTGTAGCGG 
TGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGGACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC 
CTGGTAGTCCACGCCGTAAACGATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTCGCAA 
GATTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAAT 
TCGCTAGAGATAGCTTAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAA 
CCCTTATCCTTGTTTGCCAGCACGTAATGGTGGGAACTCCAGGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACG 
AGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGGGCGGCCAACCAGCGATGGTGAGCGAATCCCAAAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAAC 
TCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGCT 
GCAAAAGAAGTGGGTAGTTTAACCTTTCGGGGAGGACGCTCGCCACTTTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGAGCGAACGTTGGCGATGCGTCTTAAGCATGCAAGTCGAGCGGGCTTATTCGGGCAACTG 
GATAAGTTAGCGGCGAACTGGTGAGTAACACGTAGGTAATCTGCCGTGAAGTGGGGGATAACCCATGGAAACATGGACTAATACCGCATATACTCTTGCTACATA 
AGTAGAGTAGAGGAAAGTTTTTTCGCTTCACGATGAGCCTGCGGCCTATTAGCCTGTTGGTAGGGTAATGGCCTACCAAAGCTACGATAGGTAGCCGACCTGAGA 
GGGTGACCGGCCACATTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGCTGAGAATCTTCCACAATGGACGAAAGTCTGATGGAGCGACATCGCGT 
GAGGGATGAAGGCCTTCGGGTTGTAAACCTCGGAAATTATCGAAGAATGAGTGACAGTAGATAATGTAAGCCTCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGAGGCAAACGTTGCTCGGATTTACTGGGCGTAAAGGGTGAGTAGGCGGATTTATAAGTCTAAGGTGAAAGACCGAAGCTCAACTTCGGGAACGCCTCGGA 
TACTGTAAGTCTTGGATATTGTAGGGGATGATGGAATTCTCGGTGTAGCGGTGGAATGCGCAGATATCGAGAGGAACACCTATAGCGAAGGCAGTCATCTGGGCA 
TTTATCGACGCTGAATCACGAAAGCTAGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCTAGCCGTAAACGTTGTACACTAGGTGCTTCTATTTAAATAGGAG 
TGCCGTAGCTAACGTCTTAAGTGTACCGCCTGAGGAGTATGCCCGCAAGGGTGAAACTCAAAGAAATTGACGGGTCCCCGCACAAGTGGTGGAGCATGTGGTTTA 
ATTCGATGATACGCGAAAAACCTTACCTGGGTTTGAATTGTTAGATGAATGATTTAGAGATAAGTCAGACCGCAAGGACGTTTAACATAGGTGCTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCACCCTCTGTTGCTACCGAGTAATGTCGAGCACTCTTAGGGGACTGCCTACG 
TTCAAGTAGGAGGAAGGTGGGGATGATGTCAAGTCCTCATGGCCCTTATGTCCAGGGCTACACACGTGCTACAATGGCAAGTACAAAGAGAAGCAAGACCGCGAG 
GTGGAGCAAAACTCAAAAAAGTTGCCTCAGTTCGGATTGGAGTCTGAAACTCGACTCCATGAAGTTGGAATCACTAGTAATCGTAGATCAGAACGCTACGGTGAA 
TACGTTCCCGGGGATTGTACACACCGCCCGTCACGCCATCGGAGTTGGTTTTACCTGAAGCCGTTAGCCTAACCGCAAGGAGGGCGGCGTCGAAGGTGGGACTGA 
TGATGAGGGTGAAGTCGTAACAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTGATCCTGGCTCAGATTGAACGCTGGC 
GGCATGCTTTACACATGCAAGTCGAACGGCAGCGCGGGCTTCGGCCTGGCGGCGAGTGGCGAACGGGTGAGTAATGCATCGGAACGTGCCCAGTAGTGGGGGATA 
GCCCGGCGAAAGCCGGATTAATACCGCATACGACCTGAGGGTGAAAGCGGGGGACCGAAAGGCCTCGCGCTATTGGAGCGGCCGATGTCGGATTAGCTAGTTGGT 
GGGGTAAAGGCCTACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGCCTTCGGGTTGTAAACCGCTTTTGTCAGGGAAGAAATCCTCTGGGCTAA 
TACCCCGGGGGGATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT 
AAAGCGTGCGCAGGCGGTTGTGCAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGCACGGCTAGAGTGCGGCAGAGGGGAGTGGAA 
TTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCTCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAA 
ACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCGACTAGTTGTTGGACGGTTCGCTGTTCAGTAACGTTAGCTAACGCGTGAAGTCGACCGCCTGG 
GGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGTTTAATTCGATGCAACGCGAAAAACCTTACCTACCCT 
TGACATGCCAGGAATCCTGCAGAGATGTGGGAGTGCTCGAAAGAGAACCTGGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAG 
TCCCGCAACGAGCGCAACCCTTGCCATTAGTTGCTACGAAAGGGCACTCTAATGGGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCCTCAT 
GGCCCTTATGGGTAGGGCTACACACGTCATACAATGGCCGGTACAGAGGGCAGCCAACCCGCGAGGGGGAGCCAATCCCAGAAAGCCGGTCGTAGTCCGGATCGC 
AGTCTGCAACTCGACTGCGTGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATG 
GGAGCGGGTTCTGCCAGATGTGGGTAGCCTAACCGCAAGGAGGGCGCTTACCACGGCAGGGTTCGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGTAG 
GAGCGGGTGGATCACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGT 
AACAGGGGGAGCTTGCTCCCCGCTGACGAGCGGCGGACGGGTGAGTAATGCTTAGGAAACTGCCCAGTAGTGGGGGATAGCCCGGGGAAACCCGGATTAATACCG 
CGTACGCCCTTCGGGGGAAAGCAGGGGATCTTCGGACCTTGCGCTATTGGATGTGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGA 
TCCGTAGCTGGTCTGAGAGGATGATCAGCCACATCGGGACTGAGACACGGCCCGAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCT 
GATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGTGAGGAGGAAGGCTCAAAGGTTAATACCCTTTGGGATTGACGTTACTCAC 
AGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTTGATAAG 
CGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACGGCATTTCGAACTGTCAGGCTAGAGTGTGGTAGAGGGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTA 
GATATAGGAAGGAACACCAGTGGCGAAGGCGGCTACCTGGACCAACACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCA 
CGCCGTAAACGATGTCAACTAGCCGTTGGGACTCTTGAAGTCTTAGTGGCGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTC 
AAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTTACCTGGCCTTGACATGCAGAGAACTTTCCAGAGAT 
GGATTGGTGCCTTCGGGAACTCTGACACAGGTGCTGCATGGCCGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCCTATCCCT 
AGTTGCTAGCAGTTCGGCTGAGAACTCTAGGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAGGTCATCATGGCCCTTACGGCCAGGGCTACA 
CACGTGCTACAATGGTGCGCACAGAGGGCTGCAAACCCGCGAGGGGGAGCTAATCTCACAAAACGCATCGTAGTCCGGATCGGAGTCTGCAACTCGACTCCGTGA 
AGTCGGAATCGCTAGTAATCGTGAATCAGAATGTCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGATTGCACCAGAAGTG 
GTTAGTCTAACCTTCGGGAGGACGATCACCACGGTGTGGTTCATGACTGGGGTGAAGTCGTAACAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGAGAGCTCATGACAGAGGATTCGTCCAATGGATTGGGTTTCTTAGTGGCG 
GACGGGTGAGTAACGCGTGAGGAACCTGCCTCGGAGTGGGGAATAACAGTCCGAAAGGACTGCTAATACCGCATAATGCAGCTGAGTCGCATGACACTGGCTGCC 
AAAGATTTATCGCTCTGAGATGGCCTCGCGTCTGATTAGCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATCAGTAGCCGGACTGAGAGGTTGGCCGGCCA 
CATTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC 
TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAATAAATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC 
AAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAAGTCAGGTGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTT 
CTTGAGTGCTGGAGAGGCAATCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGTAACTGACG 
CTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGGTGTGGGGGGACTGACCCCCTCCGTTGCCGC 
AGTTAACACAATAAGTATCCCACCTGGGGAGTACGATCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAATTCGA 
AGCAACGCGAAGAACCTTACCAGGGCTTGACATCCGACTAACGAAGCAGAGATGCATTAGGTGCCCTTCGGGGAAAGTCGAGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCTACGCAAGAGCACTCTAGCGAGACTGCCGTTGACAAAACGGAG 
GAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGTCCTGGGCCACACACGTACTACAATGGTGGTTAACAGAGGGAAGCAATGCCGCGAGGTGGAGCAAAT 
CCCTAAAAGCCATCCCAGTTCGGATTGCAGGCTGAAACCCGCCTGTATGAAGTTGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCATGAGAGTCGGGAACACCCGAAGTCCGTAGCCTAACCGCAAGGAGGGCGCGGCCGAAGGTGGGTTCGATAATTGGGGTGA 


AGTCGTAACAAGGTAGCCGTATCGGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGGATGCTTTACACATGCAAGTCGAA 
CGGCAGCACGAGGAGCTTGCTCCTTGGTGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACATGCCCAGTAGCGGGGGATAACTACTCGAAAGAGTGGCTAAT 
ACCGCATACGTCCTACGGGAGAAAGCAGGGGACCTTCGGGCCTTGCACTATTGGAGTGGCCGAGATCGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCG 
ACGATCCGTAGCTGGTTTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAA 
CCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCCTTCGGGTTGTAAAGCACTTTTGTCAGGAAAGAAATCGCCCGGGATAATACCTCGGGTGGATGACGGTAC 
CTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCGG 
AAAGAAAGATGTGAAATCCCAGGGCTTAACCTTGGAACTGCATTTTTAACTACCGGGCTAGAGTGTGTCAGAGGGGGGTGGAATTCCGCGTGTAGCAGTGAAATG 
CGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAG 
TCCACGCCCTAAACGATGTCAACTAGCTGTTGGGGCCTTCGGGCCTTAGTAGCGCAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAA 
CTCAAAGGAATTGACGGGGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAAAACCTTACCTACCCTTGACATGTCTGGAATCCCGAAGA 
GATTTGGGAGTGCTCGCAAGAGAACCGGAACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTG 
TCATTAGTTGCTACGAAAGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGGGTAGGGCTTCAC 
ACGTCATACAATGGTCGGGACAGAGGGTTGCCAAACCGCGAGGTGGAGCTAATCTCAGAAACCCGATCGTAGTCCGGATTGTAGTCTGCAACTCGACTACATGAA 
GTCGGAATCGCTAGTAATCGCGGATCAGAATGTCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTCTACCAGAAGTAG 
TTAGCCTAACCGCAAGGAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAACGCTGGCGGCAGGCCTAACACATGCAAG 
TCGGGCGGTAACAGAAGAGCTTGCTCTTGCTGACGAGCGGCGGACGGGTGAGTAATGCATAGGAATCTGCCCGTGGGTGGGGGATAGCCCGGAGAAATCCGGATT 
AATACCGCATATGCCCTGAGGGGTAAAGCAGGGGATCTTAGGACCTTGCGCCGATGGATGAGCCTATGTCGGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAG 
GCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGG 
CAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGCTTTCGGGTTGTAAAGCACTTTCAGCAGGGAGGAAAGGTTGCGGGTTAATACCTCGTAGCTGTGACGT 
TACCTGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGGCGGTT 
TACTAAGCTGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTCATAACTGGTAGGCTAGAGTATGGCAGAGGCGAGTGGAATTTCCTGTGTAGCGGTGAA 
ATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACTCGCTGGGTCAATACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG 
TAGTCCACGCCGTAAACGATGAGAACTAGCCGTTGGGATCCATGTAGGTCTTGGTGGCGCAGCTAACGCACTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGT 
TAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCTGGCCTTGACATCCTGCGAACACT 
TTAGAGATAGAGTGGTGCCTTCGGGAGCGCAGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCC 
TTGTCCTTAGTTACCAGCATGTAATGGTGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGGCC 
AGGGCTACACACGTGCTACAATGGGGCGAACAGAGGGTTGCCAAGCTGCGAAGTGGAGCTAATCTCTTAAAACGTCTCGTAGTCCGGATTGGAGTCTGCAACTCG 
ACTCCATGAAGTCGGAATCGCTAGTAATCGCGAATCAGAATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCA 
CCAGAAGTAGCTAGTCTAACCTTCGGGAGGACGGTTACCACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGACGAACGCTGG 
CGGCGTGCCTAATACATGCAAGTCGAGCGGACGATTCAAAAGCTTGCTTTTGGATCGTTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCTGTAGACG 
GGGATAACACCGAGAAATCGGTGCTAATACCGGATAATACGGAAGGCCGCATGGTCTTTCGTTGAAAGGCGGCGCAAGCTGTCGCTACAGGATGGGCCCGCGGCG 
CATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACG 
GGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGA 
ACAAGTACCGCAGTCACTGGCGGTACCTTGACGGTACCTAACGAGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCC 
GGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCCGTGGAGGGTCATTGGAAACTGGGGGACTTGAGTGCA 
GAAAAAGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCCTTAAAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTTTTTTGGTCTGTAACTGACGCTGAGGCG 
CGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTATCCACCCTTTAGTGCTGTAGCTAACG 
CATTAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGC 
GAAGAACCTTACCAGGTCTTGACATCCCCTGACAACCCGAGAGATCGGGCGTTCCCCCCTTCGGGGGGACAGGGTGACAGGTGGTGCATGGTTGACGTCAGCTCG 
TGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGACCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGCTAAAAGTCGGAGG 
AAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGTCGCGAACCCGCGAGGGGGAGCCAATCC 
CAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGC 
CTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAATACATGCAAGTCGAGCGCTTGGGGAGTTCCTTCGGG 
AATCCCCGGGGAGCGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCTGTAAGACCGGGATAACTACCGGAAACGGTAGCTAAGACCGGATAAGTGGTCTTCTC 
GCATGAGAGGATCAAGAAACACGGGGCAACCTGTGGCTTACAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATGCGTAG 
CCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAG 
CAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCGCGGAGAGTAACTGCTCTGCGAATGACGGTACCTGAGAAGAAA 
GCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGCCGCTTAAGTCTGGTG 
TTTAAGCCCGGGGCTCAACCCCGGTTCGCACTGGAAACTGGGCGGCTTGAGTGCAGGAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTG 
GAGGAACACCAGTGGCGAAGGCGGCTTTCTGGCCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGATGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTAAACACAATAAGCACTCCGCCTGGGGAGTACGCTCGCAAGAGTGAAACTCAAAGGAA 
TTGACGGGGACCCGCACAAGCAGTGGAGTATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTCTGAATATCCTAGAGATAGGGTA 
GGCCTTCGGGACAGAGGAGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGAACTTAGTTGCC 
AGCATTCAGTTGGGCACTCTAAGTTGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTACT 
ACAATGGCCGGTACAACGGGAAGCGAAGTCGCGAGATGGAGCCAATCCTAAGAAAGCCGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGA 
ATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGAGAGTTTACAACACCCGAAGTCGGTGGGG 
TAACCGCAAGGAGCCAGCCGCCGAAGGTGGGGTAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTG 
CTTAACACATGCAAGTCGAACGATGACTTCTGTGCTTGCACAGAATGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCCTTAACTTCGGGATAAGC 
CTGGGAAACCGGGTCTAATACCGGATACGACCTCCTGGCGCATGCCATGGTGGTGGAAAGCTTTAGCGGTTTTGGATGGACTCGCGGCCTATCAGCTTGTTGGTT 
GGGGTAATGGCCCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGT 
ACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTT 
GTCGCGTCTGCTGTGAAAGCCCGGGGCTCAACCCCGGGTCTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAA 
TGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT 
AGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGCTTGACATGAACCGGTAAGA 
CCTGGAAACAGGTCCCCCACTTGTGGCCGGTTTACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
CGTTGTATGTTGCCAGCGGGTTATGCCGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGAAGACGTCAAATCATCATGCCCCTTATGTTTT 
GGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGTTGCGATACTGTGAGGTGGAGCTAATCCCAAAAAGCCGGTCTCAGTTCGGATTGAGGTCTGCAACTCGA 
CCTCATGAAGTTGGAGTCGATAGTAATCGCAGATCAGCAATCGATACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGTCACGAAAGTTGGTAAC 
ACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGGCCGGCGATTGGGACTAAGTCGTAACAAGGTAGCCGNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCTT 
CACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAACACCTGCCCGGGCATCTGGGTGGGTTAAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTA 


TCAGCTTGTTGGTGAGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG 
AGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAG 
CGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC 
TCGTAGGCGGCTTGTCACGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGG 
TGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACA 
TACACCGGAAAGCATTAGAGATAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAGCTGCGAAGCCGTGAGGCGGAGCGAATCTCAAAAAGCCTGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
GTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGG 
GTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATGACACCCCCTCTCGCATGGGAGGGGGTTGAAAGCTC 
CGGCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAGAAGC TCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCG 
TTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGA 
GTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAG 
GAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCT 
AACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCA 
ACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGT 
CGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAGCTGCGATGCCGCGAGGCGGAGC 
GAATCTCAAAAAGCCTGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAANGTGGGACTGGCGA 
TTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCT 
CAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTGCCCT 
GCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACTGTCCACCGCATGGTGGATGGTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGCCT 
ATCAGCTTGTTGGTGGGGTAGTGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAA 
GCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAG 
CTCGTAGGCGGCTTGTCACGTCGGTTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCAGTCGATACGGGCAGGCTAGAGTTCGGTAGGGGAGATCGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGA 
TTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCACTAGGTGTGGGCAACATTCCACGTTGTCCGTGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAG 
TACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGAC 
ATACACCGGAAACGTCTGGAGACAGGCGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAA 
CGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGGCCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTC 
ATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGG 
ATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC 
GTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGGGACGAAGTCGTAACAAGGTAGCCG 
TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTAACACATGCAAGTCGAACGGCAGCGCGGGAGCTTGCTCCTGGCGGCGAGTG 
GCGGACGGGTGAGTAACGCGCAGGAATCTGCCTGGTAGCGGGGGATAACTCGGGGAAACTCGAGCTAATACCGCATACGCCCTACGGGGGAAAGCGGGGGACCTT 
CGGGCCTCGCACTATCAGATGAGCCTGCGTCCGATTAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCTACGATCGGTAGCTGGTCTGAGAGGATGATCAGCCAC 
ACTGGGACTGAGACACAGCCTAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGCC 
TGCGGGTTGTAAAGCACTTTCAGTGGGGAAGAAAAGCCGTNGGTTAATACCCGGCAGTCTTGACATTACCCANAGAAGAAGCACCGGCTAACTCCGTGCCAGCAG 
CCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTGCGTAAGTTGGATGTGAAAGCCCTGGGCTTAACCTGGGA 
ATTGCATCTAATACTGCGTGGCTAGAGTTTGATAGAGGAGAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGG 
CTCTCTGGATCAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAGAACTAGCTGTTGGGTG 
GATTTTGCCGATCAGTGACGCAGCTAACGCATTAAGTTCTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACCCTTGACATCCTCGGAACTTGTCAGAGATGACTTGGTGCCTTCGGGAACCGAGTGACAGG 
TGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGCATCTAGTTGCCAGCGGTTAGGCCGGGAACTCTAGA 
TGGACTACCGGTGACAAACCGTAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTATGGGTAGGGC TACACACGTGCTACAATGGTCGGTACAGAGGGTCG 
CCAACCCGCGACTGGGAGCCAATCTCACAAAGCCGATCGTAGTCCAGATTGGAGTCTGCAACTCGACTCCATGAAGCCGGAATCGCTAGTAATCGCAGATCAGCA 
CTGCTGCTGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTGACTGCACCAGAAGTAGATAGTCTAACCTTCGGGAGGACGTTTACC 
ANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAACACATGCAAGTCGAGCGGANCGTGAGGGAGCTTGCTCCT 
AACGGCTTAGCGGCGGACGGGTGAGTAACGCGTGGACAGCCTGCCCTTCAGACAGGGATAACACCGCGAAAGTGGTGCTAATACCTGGTACACTCTTTGCATCGC 
ATGAAGCAGGGAGGAAAGGTGGCCTCTGGAACAAGCTACCGCTGAAGGATGGGCTCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATG 
GGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGAC 
GGAGCAACGCCGCGTGGGTGAAGAAGGCTTCGGGTTGTAAAGCCCTGTCTTCAGGGACGAAGTCNCACCTGTGAAGAATGGGTGAAGGTGACGGTACCTGAGGAG 
GAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGCGCGTGNAGGCGGGCTGTTAAGTCGG 
GTGTGAAAATCCGGGGCTCAACTTCNNACATGNAGCCGATACTGACAGTCTTGAGGGCAGGAGAGGGAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATA 
TCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTACCTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGATGGGTACTAGGTGTTGGAGGTATCGAACCCTTCAGTGCCGTAGTAAACACAATAAGTACCCCGCCTGGGGAGTACGGCCGCAAGCTGAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCNACACGAAGAACCTTACCAGGGCTTGACATATGGATGACAGCTGCAGAGATGTA 
GCGTTCTTGGCTTCGGTCAAGACATCCATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATG 
CTTAGTTGCCATCACGGACAGGTGGCCACTCTAGGCANACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCCTGGGC 
TACACACGTGCTACAATGGCCGGTACAGAGGGAAGCGAAGCCGTGAGGCGCGAGCAAATCCCAAAAAGCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTG 
CATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCAAACTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAAAGTCTGCAACACCCG 
AAGCCGGTGGGC TAAGCCGCANGGAGGCCAGCCGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGACGAACGCTGGCGGCGTG 
CCTAATACATGCAAGTCGAGCGCGGGAAGCAGACAAACGCCCTTCGGGGCGTGCGCCTGTGGAACGAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTACCTG 
TNAGACTGGGATAACTCGTGGAAACGCGAGCTAATACCGGATAACACTTCTGGCTGCATGGCCGGGAGT TGAAAGGCGGCATAAGCTGCGCACTCACAGATGGGC 
CCGCGGCGCATTAGTTAGTTGGTGAGGTAAGAGCTCACCAAGGCCACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGA 


CTCCTACGGGAGGCAGCAGTAGGGAATCATCCGCAATGGACGAAAGTCTGACGGTGCAACGCCGCGTGAGTGATGAAGATTTTCGGATCGTAAAACTCTGTTGTC 
AGGGAAGAACACGTGCTGTTCGAATAGGACAGTACCTTGACGGTACCTGACCAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAA 
GCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTCTTTTAAGTCTGATGTGAAATCCCGCGGCTCAACCGCGGGTGGTCATTGGAAACTGGAGGACT 
TGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCT 
GAGGTGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGGTTTCCACCCCTTTGTGCTGAAG 
TTAACGCATTAAGCACTCCGCCTGGGGATTACGGCCGCAAGGCTGAAACTCAAAAGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAG 
CAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGATGGCGGTAGAAATACCGTGTTCCCTTCGGGGACAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTC 
GTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTAATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCGGAG 
GAAGGCGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGAACAAAGGGCAGCGAAGCCGCAAGGTGCAGCAAATC 
CCATAAAACCATTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGTATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGG 
CCTTGTACACACCGCCCGTCACACCACGAGAGTTGGCAACACCCGAAGTCGGTGAGGTAACCTTATGGAGCCAGCCGCCGAAGGTGGGGCCAATGATTGGGGTGA 
AGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTGGCGGCGTGCTTAACA 
CATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTAACCTGCCCTGTACTCCGGGATAAGCCTGGGAAACTAGG 
TCTAATACCGGATACGACCCTCCATCGCATGGTGGGGGGTGGAAAGTTCCGGCGGTATGGGATGGACCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTAC 
CAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATG 
GGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGTGAGTGACGGTACCTGCAGAAGAAGC 
ACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTTGCGTCGGCCGTG 
AAAACTTCACGCTTAACGTGGAGCCTGCGGTCGATACGGGCAGACTTGAGTTCGGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGG 
AGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGGTGGGTGCTAGGTGTGGGGGGCTTCCACGTCCTCCGTGCCGCAGCTAACGCATTAAGCACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGCTTGACATGCACCGGAAACCCACAGAGATGTGGGCC 
TCTTCGGACTGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCA 
AGTAAAGTTGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTAC 
AATGGCCGGTACAGAGGGCTGCTAAGCCGTGAGGTGGAGCGAATCCCACAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGTC 
GCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCCGTGGCCCA 
ACCCGGAAGGGGGGGAGCGGTCGAAGGTGGGACTGGCGATTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGTTTGATCCT 
GGCTCACGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGACCAAATCGGAGCTTGCTCTGGTTTGGTCAGCGGCGGACGGGTGAGTAACACGTGG 
GCAACCTGCCCGCAAGACCGGGATAACTCCGGGAAACCGGAGCTAATACCGGATAACACCGAAGACCGCATGGTCTTTGGTTGAAAGGCGGCCTTTGGCTGTCAC 
TTGCGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATGCGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAG 
ACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCCTTCGGGTCGTAA 
AGCTCTGTTGTGAGGGACGAAGGGGCGCCGTTCGAAGAGGGCGGCGCGGTGACGGTACCTCACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCAGTCCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGA 
GACTGGGGGACTTGAGTGCAGGAGAGGAGAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCT 
GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGACGAGTGCTAAGTGTTAGAGGGGTCACACCCT 
TTAGTGCTGCAGCTAACGCGATAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACACCCCCTGACAACCCAAGAGATTGGGCGTTCCCCCTTCGGGGGGACAGGGTGACAGGTGGTGCA 
TGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCCTCTAGTTGCCAGCACGAAGGTGGGCACTCTAGAGGGACTGC 
CGGCGACAAGTCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGGCGGTACAAAGGGCTGCGAACCCG 
CGAGGGGGAGCGAATCCCAAAAAGCCGCTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGG 
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGCTTGCAACACCCGAAGTCGGTGAGGCAACCCGCAAGGGAGCCAGCCGCCGAAGGTGG 
GGCAAGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGATTGAACGCTGG 
CGGCAGGCCTAACACATGCAAGTCGAGCGGTAACAGAGAGAAGCTTGCTTCTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTG 
GGGGACAACAGTTGGAAACGACTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGG 
TGAGGTAATGGCTCACCAAGGCGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGG 
GGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTGGCGGTTA 
ATACCCGTCATGTGTGACGTTACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCG 
TAAAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGA 
ATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCA 
AACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGTTCTGTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGG 
GGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACT 
TGACATACAGAGAACTTACCAGAGATGGTTTGGTGCCTTCGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCCTATCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCA 
TCATGGCCCTTACGTGTAGGGCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACCTGCGAAGGTAAGCGAATCACTTAAAGTGCGTCGTAGTCCGGA 
TTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 
CATGGGAGTGGGTTGCTCCAGAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGG 
GAACCTGCGGCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAA 
GTCGAGCGGTAACAGAGGGTAGCTTGCTACTTTGCTGACGAGCGGCGGACGGGTGAGTAATGCTTGGGAACATGCCTTGAGGTGGGGGACAACAGTTGGAAACGA 
CTGCTAATACCGCATAATGTCTACGGACCAAAGGGGGCTTCGGCTCTCGCCTTTAGATTGGCCCAAGTGGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGG 
CGACGATCCCTAGCTGGTTTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGC 
AAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAAGGTTAGTAGTTAATACCTGCTAGCTGTGACGTT 
ACTGACAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTT 
GTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGGGTGGTAGAATTTCAGGTGTAGCGGTGAAA 
TGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGGTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACGGGATTAGATACCCCGGT 
AGTCCACGCCGTAAACGATGTCTACTAGAAGCTCGGAGCCTCGGTTCTGTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGCAAGGTTAA 
AACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACACTTGACATACAGAGAACTTACCA 
GAGATGGTTTGGTGCCTTCGGGAACTCTGATACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTA 
TCCTTAGTTGCTAGCAGGTAATGCTGAGAACTCTAAGGAGACTGCCGGTGATAAACCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGGCCCTTACGTGTAGG 
GCTACACACGTGCTACAATGGCGCATACAGAGTGCTGCGAACTCGCGAGAGTAAGCGAATCACTTAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACT 
CCATGAAGTCGGAATCGCTAGTAATCGCGTATCAGAATGACGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCTCCA 
GAAGTAGATAGTCTAACCCTCGGGAGGACGTTTACCACGGAGTGATTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCCTAGGGGAACCTGCGGCTGGANNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAAC 
GGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCGGTGGAAACGCCGTCTAATACCGGATACGACACACGGCCTCATGGCGGTGTGTGGAAAGT 
TTTTCGGTCAGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTAACGGCCTACCAAGGCGATTACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGG 


GACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGG 
GTTGTAAACCTCTTTTACCACCAACGCAGGCTCCCAGTTCTCTGGGGGTTGACGGTAGGTGGGGAATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATA 
CGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCGTGTCACGTCTGCTGTGAAAGACCGGGGCTTAACTCCGGTTCTGCAGTGGA 
TACGGGCATGCTAGAGGTAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCC 
TTACCTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCGCTAGGTGTGGGGACTTTCCACGGTT 
TCCGCGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTG 
CTTAATTCGACGCAACGCGAAGAACCTTACCAAGGTTTGACATCGCCCGTGGACCTGTAGAGATACAGGGTCATTTAGTTGGTGGGTGACAGGTGGTGCATGGCT 
GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTATTCTATGTTGCCAGCACGTTATGGTGGGGACTCATAGGAGACTGCCGG 
GGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAATGGGCGTGCGAGACCGCA 
AGGTGGAGCGAATCCCTAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGGTGGAGTCGCTAGTAATCGCGGATCAGCAACGCCGCGGT 
GAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGCAACACCCGAAACTTGTGGCCTAACCCTTCGGGGAGGGAATGAGTGAAGGTGGG 
GCTGGCGATTGGGACGAAGTCGTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAACACATGCAAGTCGAGCGGAAAGG 
CCCCTTCGGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGCAACCTGCCCCTGACTCTGGGATAAGCCCGGGAAACTGGGTCTAATACCGGATATGACC 
ACGGGTCGCATGGCCTTGTGGTGGAAAGTTTTTCGGTTGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAAC 
CGGCCTGAGAGGGCGACCGGTCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGC 
GACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCTAACGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGTCGTGAAAGCCCACGGCTTAACTG 
TGGGTCTGCGGTGGATACGGGCAGACTAGAGGCAGGTAGGGGAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAG 
GCGGTTCTCTGGGCCTGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGCGCTAGGTGTGG 
GGTTCTTCCACGGATTCCGCGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCCGACAAG 
CGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATCGCCGGAAAACTCGCAGAGATGCGGGGTCCTTTTTGGGCCGGTGACA 
GGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCACGTAATGGTGGGGACTCA 
TGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCAAACATGCTACAATGGCCGGTACAGAGGG 
CTGCGATACCGTAAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA 
GCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAACACCCGAAGCCCGTGGCCCAACCCTTGTGGGGGGAGCG 
GTCGAAGGTGGGGCCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNGAGTTTGATTATGGCTCAGGATGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGAAGATNNTTAGAATGAGAGCTTC 
GGCAGGATTTTTATCTATCTTAGTGGCGGACGGGTGAGTAACGTGTGGGCAACCTGCCCTGTACTGGGGAATAATCATTGGAAACGATGACTAATACCGCATGTG 
GTCCTCGGAAGGCATCTTCTGAGGAAGAAAGGATTTATTCGGTACAGGATGGGCCCGCATCTGATTAGCTAGTTGGTGAGATAACAGCCCACCAAGGCGACGATC 
AGTAGCCGACCTGAGAGGGTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGA 
TGCAGCAACGCCGCGTGAAGGATGAAGGGTTTCGGCTCGTAAACTTCTATCAATAGGGAAGAAATAAATGACGGTACCTAAATAAGAAGCCCCGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGTAAGCCAGATGTGAAAGCCTTGGGCTTA 
ACCCGAGGATTGCATTTGGAACTATCAAGCTAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGC 
GAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGT 
GTCGGGGAGGAATCCTCGGTGCCGCAGCTAACGCAATAAGCACTCCACCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAGGCTTGACATCCCGATGACCGTCCTAGAGATAGGACTTCTCTTCGGAGCATCGGTGA 
CAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTCAGTAGCCATCATTCAGTTGGGCACTCT 
GGAGAGACTGCCGTGGATAACACGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGTCTTGGGCTACACACGTGCTACAATGGCTGGTAACAAAGT 
GACGCAAAACGGCGACGTTAAGCAAATCACAAAAACCCAGTCCCAGTTCGGATTGTAGTCTGCAACTCGACTACATGAAGCTGGAATCGCTAGTAATCGCGAATC 
AGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGT TGGAAGCACCCGAAGTCGGTGACCTAACCGTAAGGAAGGAGCCG 
CCGAAGGTGAAGCCAGTGACTGGGGTGAAGTCGTAACAAGGTAACCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCTCA 
GGACGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAGCGGATAGTTGAGAGCTTGCTCTCAATTATTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTG 
CCCTGTAGACTGGGATAACCTCGGGAAACCGAAGCTAATACCGGATAATCTTTGGAACTGCATAGTTCTAAAGTAAAAGTTGGGTTTACCTAACACTACAGGATG 
GGCCCGCGGCGCATTAGCTAGTTGGTAGGGTAACGGCCTACCAAGGCGACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCC 
AGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGCCTTCGGGTCGTAAAGTTCTGTT 
GTTAGGGAAGAACAAGTACCGTTCAAATAGGGCGGTACCTTGACGGTACCTAACGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGG 
CAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAG 
ACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGAC 
GCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGGGTTTCGATGCCCTTAGTGCCG 
AAGTTAACACATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGTGGAGCATGTGGTTTAATTCG 
AAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTTATGACATCCCTAGAGATAGGGCTTTCCCTTCGGGGACATAAGTGACAGGTGGTGCATGGTTGTCGTC 
AGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGATCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGTGACTGCCGGTGATAAAC 
CGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAAAGGGCAGCAAAACCGCGAGGTTGAGC 
CAATCCCATAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCCGGAATTGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTC 
CCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTAGGAGCCAGCCGCCTAAGGTGGGACAGATGATTG 
GGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAATACGTCAGCGGCAGA 
CGGGTGAGTAACGCGTGGGAACGTACCTTTTGGTTCGGAACAACTGAGGGAAACTTCAGCTAATACCGGATAAGCCCTTACGGGGAAAGATTTATCGCCGAAAGA 
TCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACATTGGGACTGAGACACGGC 
CCAAACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTT 
TTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGG 
CGTAAAGGGTGCGTAGGCGGGTCTTTAAGTCAGAGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGAGGATCTTGAGTTCGGGAGAGGTGAGTG 
GAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGATACTGACGCTGAGGCACGAAAGCGTGGGGAG 
CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCCAGCCGTTGGGGAGTTTACTCTTCAGTGGCGCAGCTAACGCTTTAAGCATTCCGCCT 
GGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGCAGAACCTTACCAGCC 
CTTGACATGTCTATGACCGGTACCAGAGATGGAACCTTCCCTTCGGGGCATAGAGCACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTA 
AGTCCCGCAACGAGCGCAACCCCCGTCCTTAGTTGCTACCATTTAGTTGAGCACTCTAAGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGGGGATGACGTCAA 
GTCCTCATGGCCCTTACGGGCTGGGCTACACACGTGCTACAATGGCGGTGACAATGGGACGCTAAGGGGCAACCCTTCGCAAATCTCAAAAAGCCGTCTCAGTTC 
GGATTGGGCTCTGCAACTCGAGCCCATGAAGTTGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
CACCATGGGAGTTGGTTCTACCTGAAGGCAGTGCGCTAACCCGCAAGGGAGGCAGCTGACCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACANNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGCGCGGATCAGGAGCTTGCTCCTG 
TGACGCGAGTGGCGGACGGGTGAGTAACACGTAGGCAACCTGCCCATCAGACCGGGATAACCACGGGAAACCGTGACTAATACCGGATAATCCTTTTCCTCACAG 
GAGGGAAAGTTGAAAGGCGGTCTTTTGGCTGCCACTGATGGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAAGGGCCCACCAAGGCGACGATGCGTAGCC 
GACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCA 


ACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCTGTTGTCAGGGAAGAACGTCCCCGTGAGTAACTGCACGGGGAGTGACGGTACCTGACCAGAAAGC 
CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTCTGTTAAGTCTGATGTG 
AAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGCAGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGG 
AGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAA 
CGATGAGTGCTAAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAGGTTGAAACTCAAAGGAAT 
TGACGGGGACCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAAATCTTGACATCCTCTGACCGCCATGGAGACATGGCTTC 
CCTTCGGGGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTACTAGTTGCCAGC 
ATTCAGTTGGGCACTCTAGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTGGGCTACACACGTGCTACA 
ATGGGCAGGTACAAAGGGCAGCGAGACCGCGAGGTGGAGCGAATCCCATAAAACTGTTCCCAGTTCGGATTGGAGTCTGCAACTCGACTCCATGAAGCTGGAATC 
GCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTCACACCACGGAAGTCGGTAACACCTGAAGCCGGTGGGCCAA 
CCCTTTTGGGAGGCAGCTGTCGAAGGTGGGACCGATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGTGCNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAGAAAGTGCTTGCACTTTTGAGACCGGCGCACGGGTGCGTA 
ACGCGTATGCAATCTGCCCTCTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCCCATAGCATTAAGGAACGGCATTGTTCCTTAATTAAAGATTTATCGG 
TAGGGGATGAGCATGCGTACCATTAGCTAGTTGGTGTGGTAACGGCACACCAAGGCTACGATGGTTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTGAG 
ACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCCTATGGGTTGTA 
AACTGCTTTTATACGGGAAGAAACACCCCCTCGTGAGGGGGCTTGACGGTACCGTACGAATAAAGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG 
GTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCCTACGCGGGCGTCTAAATCAGTGGTGAAATTCTGCAGCTCAACTGTAGAACTGCCATTGATACTGG 
TCGTCTTGAATCGTTGTGAAGTGGCTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATAGAATACCGATTGCGAAGGCAGGTCACTAACAACGCATT 
GACGCTGATGGACGAAAGCGTGGGGAGCCAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGCGCACATTGGTGTGCTGGG 
TGGCCAAACGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCCCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGATCATGTGGTTTA 
ATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAAGATTGGAAACAGTCTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCGTC 
AGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCGGTGCAAA 
CCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCAGGTACAATGGGCAGCCACTGCGCAAGCAGGA 
GCGAATCCACAAAACCTGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAACACGT 
TCCCGGGCCTTGTACACACCGCCAGTCAAGCCATGGAAGCTGGAAGCACCTGAAGTCAGTAACCGCAAGGAGCGACTTAGGNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAGAAAGTGCTTGCACTTCTGAGACCGGCGCACGGGTGCG 
TAACGCGTATGCAATCTGCCCTCTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCCCATAGCATTAAGGAACGGCATTGTTCCTTAATTAAAGATTTATC 
GGTAGGGGATGAGCATGCGTACCATTAGCTAGTTGGTGTGGTAACGGCACACCAAGGCTACGATGGTTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTACTG 
AGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCCTATGGGTTG 
TAAACTGCTTTTATACGGGAAGAAACACCCCCTCGTGAGGGGGCTTGACGGTACCGTACGAATAAGGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGA 
GGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGCGTCTAAGTCAGTGGTGAAATTCTGCAGCTCAACTGTAGAACTGCCATTGATACT 
GGTCGTCTTGAATCGTTGTGAAGTGGCTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATAGAATACCGATTGCGAAGGCAGGTCACTAACAACGCA 
TTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGCGCACATTGGTGTGCTG 
GGTGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT 
TAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGGATTGGAAACAGTCTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGTCG 
GCAGCTCGTGCCGTGAGGTGTCACGTTAAGTCCTATAACGAGCGCAACCCCTGGTGTTAGTTGCCAGCGAGTCATGTTTGGAACTCTAACAAGACTGCCCGTGCA 
AACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCAGGTACAATGGGCAGCCACTGCGCAAGCAG 
GAGCGAATCCACAAAACCTGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAACAC 
GTTCCCGGGCCTTGTACACACCGCCAGTCAAGCCATGGAAGC TGGAAGCACCTGAAGTCAGTAACCGCAAGGAGCGGCCTAGGNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNGAACGCTAGCGGCAGGCCTAACACATGCAAGTCGAGGGGTAGAGAGTGCTTGCGCTCTTGAGACCGGCGCACGGGTG 
CGTAACGCGTATGCAATCTGCCCTCTACAGGGGAATAGCCCAGGGAAACTTGGATTAATGCCCCATAGTATTAATGAACGGCATTGTTCTTTAATTAAAGATTTA 
TCGGTAGAGGATGAGCATGCGTACCATTAGCTAGTTGGTGTGGTAACGGCACACCAAGGCTACGATGGTTAGGGGCCCTGAGAGGGGGATCCCCCACACTGGTAC 
TGAGACACGGACCAGACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCCCTATGGGT 
TGTAAACTGCTTTTTTACGGGAAGAAACACCTCTACGTGTAGAGGCTTGACGGTACCGTACGAATAAAGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACG 
GAGGATCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGACGTCTAAGTCAGTGGTGAAATTCTGCAGCTCAACTGTAGAACTGCCATTGATA 
CTGGTCGTCTTGAATCGTTGTGAAGTGGCTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATAGAATACCGATTGCGAAGGCAGGTCACTAACAACG 
CATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTCCGGCGCACATTGGTGTGC 
TGGGTGGCCAAACGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGG 
TTTAATTCGATGATACGCGAGGAACCTTACCAGGGCTTAAATGTAGTCTGACAGGATTGGAAACAGTCTTTTCTTCGGACAGATTACAAGGTGCTGCATGGTTGT 
CGTCAGCTCGTGCCGTGAGGTGTCAGGTTAAGTCCTATAACGAGCGCAACCCCTGTTGTTAGTTGCCAGCGAGTCATGTCGGGAACTCTAACAAGACTGCCGGTG 
CAAACCGTGAGGAAGGTGGGGATGACGTCAAATCATCACGGCCCTTACGTCCTGGGCCACACACGTGCTACAATGGCAGGTACAATGGGCAGCCACTGCGCAAGC 
AGGAGCGAATCCACAAAACCTGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGCTGGAATCGCTAGTAATCGGATATCAGCCATGATCCGGTGAAT 
ACGTTCCCGGGCCTTGTACACACCGCCCGTCAAGCCATGGAAGC TGGAAGCACCTGAAGTCCGTCACCGTAAGGAGCGACTTAGGNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTCAGTACGAACGCTGGCGGCGTGCCTAAAACATGCAAGTCGAGCGATTAAGAGGTAAGAGGTGAGAGGTTAGA 
AGTGAGATTAAGAANGCTTTRGCAAAGCCAAAGCCAACAATARATCTCACATCTCTGCTTCTCACATCTCACCTCTCAATAGCGGCGGACGGGTGAGTAACGCGT 
GGATAACCTGCCCATTAGACCGGGATAACGCCGGGAAACTGGTGCTAATACCGGATACGCTCCACTGGCCGCATGGTCGGGGGAGGAAAGGGGGAACCCGCTAAT 
GGATGGGTCCGCGTCCCATTAGCTAGATGGTGGGGTAACGGCCCACCATGGCGACGATGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACAC 
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGCTTCGGGTCGTAAAGCTC 
TGTTGTTGGGGACGAAGCAAGTGACGGTACCCAACGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTA 
CTGGGCGTAAAGGGCGCGCAGGCGGCTCAAGAAGTCAGGGGTGAAATACCGCAGCTCAACTGCGGGGGTGCCTTTGAAACCATTGGGCTTGAGGGCAGGAGAGGG 
GAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGCCTGGCCCTGACGCTGAGGCGCGAAAGCGTG 
GGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGGGTGCTAGGTGTTGGGGGATGTAACCCCCTCAGTGCCGTAGCAAACGCAATAAGCAC 
CCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGACGCAACGCGAAGAACCTT 
ACCAGGGCTTGACATCCCCTGACAGCCTGTGAAAGCRGGTTTTCTATCTTCGGATAGACAGGGAGACAGGTGGTGCATGGTTGTNGTAAGCTCGTGTCGTGAGAT 
GTTGGGTTAAGTCACAGCAACGAGCGCAACCCCTACGGTTAGTTGCCAGCGGGTCAAGCCGGGCACTCTAACCGAACTGCNGTTGACAAAACGGAGGAAGGTGGG 
GATGACGTCAAATCATCATGCCCTTTATGTCCTGGGCTACACACGTGCTACAATGGCCGGTACAAAGGGCAGCGAACCCGCGAGGGGGAGCGAATCCCAAAAAGC 
CGGTCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGTCGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGCCTTGTACA 
CACCGCCCGTCACACCACGAAAGCNGACAACACCCGAAGCCGGTGAGC TAACCGCAAGGAGGCAGCCGTCGAAGGTGGGGTTGGTGATTGGGGTGAAGTTGTAAC 
AAGGKANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCCTAACACAT 
GCAAGTCGAGCGCTCTCCTTCGGGAGGGAGCGGCGGACGGGTTAGTAACGCGTGGGAACGTGCCCTTCTCTAAGGAATAGCCACTGGAAACGGTGAGTAATACCT 
TATACGCCCTTCGGGGGAAAGATTTATCGGAGAAGGATCGGCCCGCGTTAGATTAGATAGTTGGTGGGGTAACGGCCTACCAAGTCTACGATCTATAGCTGGTTT 
TAGAGGATGATCAGCAACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCC 
GCGTGAGTGATGAAGGCCTTAGGGTCGTAAAGCTCTTTCGCCAGAGATGATAATGACAGTATCTGGTAAAGAAACCCCGGCTAACTCCGTGCCAGCAGCCGCGGT 


AATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACCAGAAAGTAAGGGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCT 
CTTAAACTCCTGGTCTTGAGTTCGAGAGAGGTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAGGGCGGCTCACTG 
GCTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATGAATGCCAGTCGTCGGGTAGCATGCT 
ATTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGT 
GGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTCGGACCGCCAGAGAGATCTGGTTTTCACTTCGGTACCGAGTGACAGGTGCTGCATGG 
CTGACGTCAGCTCGTGTCGTGAGATGTTCGGTTAAGTCCGGCAACGAGCGCAACCCACATCCTTAGTTGCCAGCAGTTCGGCTGGGCACTCTAGGGAAACTGCCC 
GTGATAAGCGGGAGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGTTGGGCTACACACGTGCTACAATGGCAGTGACAATGGGTTAATCCCAAAAA 
ACTGTCTCAGTTCGGATTGTCGTCTGCAACTCGGCGGCATGAAGTCGGAATCGCTAGTAATCGCGTAACAGCATGACGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACACCATGGGAGTTGGGTTTACCCGAAGGCCGTGCGCCAACCACTTCGGTGGGGGCAGCGGACCACGGTGAGCTCAGCGACTGGGGTGAAGTC 
GTAACAAGGTAACCGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCT 
TAACACATGCAAGTCGAACGGAAAGGTCTCCTCGGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGCGATCTGCCCTGCACTTCGGGATAAGCCTGGGA 
AACTGGGTCTAATACCGGATAGGACCACGGGATTCATGTCCTGTGGTGGAAAGCTTTTGCGGTGTGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAAC 
GGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTG 
CACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCACCATCGACGAAGGTTCGGGTTTTCTCGGATTGA 
CGGTAGGTGGAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTG 
GTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGT 
GGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGATCCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCA 
AGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATGCACAGGA 
CGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAAC 
CCTTGTCTCATGTTGCCAGCACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCATCATGCCCCTTATGT 
CCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGGTTAAGCGAATCCTTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACT 
CGACCCCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTA 
ACACCCGAAGCCAGTGGCTTAACCCTTTGGGAGGGAGCTGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACATGCAAGTCGAGCGGTAGCACAGAGAGCTTGCTCTCGGGTGACGAGCGGCGGACGGGTGAGTAATGTCTG 
GGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGTGGGGGACCTTCGGGCCTCATGCCATCAGATGT 
GCCCAGATGGGATTAGCTGGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCA 
GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTCA 
GCGGGGAGGAAGGCGGTGAGGTTAATAACCTCATCGATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCA 
AGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGC 
TAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGC 
TCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAG 
CTAACGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATG 
CAACGCGAAGAACCTTACCTGGTCTTGACATCCACAGAACTTTCCAGAGATGGATTGGTGCCTTCGGGAACTGTGAGACAGGTGCTGCATGGCTGTCGTCAGCTC 
GTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTTAGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAACTGGA 
GGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGCTACACACGTGCTACAATGGCATATACAAAGAGAAGCGACCTCGCGAGAGCAAGCGGAC 
CTCATAAAGTATGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTAGATCAGAATGCTACGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGT TGCAAAAGAAGTAGGTAGCTTAACCTTCGGGAGGGCGCTTACNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNTGATCATGGCTCAGGATGAACGCTAGCGGCAGGCCTAATACATGCAAGTCGTACGGCAAGTTGAGGAGCAATCCGAGACC 
TAGAGTGGCGCACGGGTGCGTAACGCGTATGCAACCTGCCCCTTACCGGGGGATAGCCCGGGAAACCCGGATTAATACCCCATGGCATGATTTCATGGCATCATG 
AGATTATTAAAGATTTATCGGTAAGGGATGGGCATGCGTAGGATTAGTTAGTTGGCGGGGTAACGGCCCACCAAGACGATGATCCTTAGGGGTTCTGAGAGGAAG 
GTCCCCCACACTGGCACTGAGATACGGGCCAGACTCCTACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGCCGGAAGGCTGACCCAGCCATGCCGCGTGCAGG 
AAGACGGCGTTATGCGTTGTAAACTGCTTTTATACGGGAAGAAAAAGGCCATGCGTGGCAAATTGCCGGTACCGTATGAATAAGCACCGGCTAACTCCGTGCCAG 
CAGCCGCGGTAATACGGAGGGTGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCCGATAAGTCAGCGGTGAAAGTCAGTGGCTCAACCAT 
TGGAGTGCCGTTGATACTGTTGGGCTTGAGTGCGGTCTGGGTACATGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAGGAACACCGATAGCGTAGG 
CATTGTACTGGGCCGTAACTGACGCTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGATCACTCGCTGTCCT 
GCCCCTGAGGTGCGGCGGCCAAGCGAAAGCGTTAAGTGATCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGTCCGCACAAGCGGT 
GGAGCATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTAGAATGTGAAGGAATGATTTAGAGATAGATCAGTCGGCAACGACCTGAAACAAGGTG 
CTGCATGGCTGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCATTAGTTGCCAGCACGTCAAGGTGGGGACTCTAATG 
GGACTGCCTGCGCAAGCAGAGAGGAAGGAGGGGACGACGTCAAGTCATCATGGCCCTTACGCCCGGGGCGACACACGTGCTACAATGGCGCATACAGCGGGTAGC 
TACCCGGCAACGGGATGCCAACCTCTAAAAGTGCGTCTCAGTTCGGATCGGGGTCTGCAACCCGACCCCGTGAAGCTGGAATCGCTAGTAATCGCGCATCAGCCA 
TGGCGCGGTGAATACGTTCCCGGACCTTGTACACACCGCCCGTCAAGCCATGGAAGTCGGGTAGACCTGAAGGCGGTAACCGCAAGGAGCCGTTAAGGGTAGAAC 
CGGTAACTGGGGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCG 
AACGGGCCCGCCCCTGTTTTTGGGGGTGGGTTGAGTGGCGAACGGGTGAGTATCACGTGAGTAACCTGCCCCCTGCTCCTGGATAACTGCTTGAAAGGGCGGCTA 
ATACGGGGTGTGCCGGCTGGTCCGCATGGGCCTGGTCGGGATAGTTTCATCTTCGGGTGTTTCGGTGGGGGATGGGCTCGCGGCCTATCAGCTTGTTGGTGGGGT 
GATGGCCCACCAAGGCGGTGACGGGTAGCCGGCCTGAGAGGGTGGGCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTGCGGGAGGCAGCAGTGGGGGGTA 
TTGCACAATGGGCGGAAGCCTGATGCAGCGACGTCGCGTGAGGGATGGAGGCCTTCGGGTTGTGAACCTCTTTCTCCGGTGGTGAAGGCCCTGTCCGTTGCGGCG 
GGGTTGACGGTAGCCGGGTATGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTGAAGGGCTT 
GTAGGCGGCCGGTCGCGTCCGCCGTGAAATTCTCCGGCTCAACCGGGGGCTTGCGGTGGGTACGGGCCGGCTGGAGTGCGGTAGGGGAGGCTGGAACTCCTGGTG 
TAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTA 
GATACCCTGGTAGTCCACGCCGTAAACGTTGGGCACTAGGTGTGGGGCCCCGCTCGGCGGGGGTCCGCGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACA 
TGGGGGCGGCGGCGCCGGAGACGGCGCCTCCCTTTTTCGGGCGCCCCCGCAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGC 
AACGAGCGCAACCCCTGTCCCGTGTTGCCAGCGCGTCGTGGCGGGGACTCTCGGGAGACTGCCGGGGTCAACTCGGAGGAGGGTGGGGACGACGTCAAATCATCA 
TGCCCCTGACGTCCTGGGCTTCACGCATGCTACAATGGCCGGTACAGAGGGTTGCGATGCCGTGAGGCGGGGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCG 
GTGTCTGCAACTCGACACCGTGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCTCGGGCCTTGTACACACCGCCCGTCACGTCA 
TGAAAGTCGGCGACGCCCGAAGCCCGTGGCCCCATGGGGAGCGGTCGAAGGCGGGGCCGGTGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCG 
GCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAAC 
GCATCCTTCGGGATGAGTGGCAGACGGGTGAGTAACACGTGGGAACGTGCCCTCCGGTCTGGGATAACCCTGGGAAACTAGGGCTAATACCGGATACGTGCTTTG 
GCAGAAAGGTTTACTGCCGGAGGATCGGCCCGCGTCTGATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCA 
GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGA 
CGGCCTTAGGGTTGTAAAGCTCTTTTCTCCGGGACGATAATGACGGTACCGGAGGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGG 
CTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCGTTTTAAGTCGGGGGTGAAAGCCTGTGGCTCAACCACAGAATGGCCTTCGATACTGGGAC 


GCTTGAGTCTGGTAGAGGTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCGGTGGCGAAGGCGGCCAACTGGACCAGTACTGAC 
GCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAATGCTAGCTGTTGGGGTGCATGCACCGCAGTAGCGCA 
GCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAA 
GCAACGCGCAGAACCTTACCATCCTTTGACATGGCACGTTACCTGGAGAGATCCAGGGTCCTCTTCGGAGGCGTGCACACAGGTGCTGCATGGCTGTCGTCAGCT 
CGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCCTCAGTTGCCATCATTCAGTTGGGCACTCTGGGGAGACTGCCGGTGATAAGCCGCG 
AGGAAGGTGTGGATGACGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGGTGACAGTGGGACGCGAAGGGGTGACCNTGAGCCAA 
TCTCCAAAAGCCGTCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGGCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGG 
GCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGTCTTACCCGACGGCGCTGCGCCAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGGCTCAGAGCGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGGGCCCTTCGGG 
GTCAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTGCCCTTCGGTTCGGAATAACTCAGGGAAACTTGAGCTAATACCGGATACGCCCTTTTGGGGAAAGGCTT 
ATCTGCCGAAGGATCGGCCCGCGTCTGATTAGCTAGTTGGTGAGGTTATGGCTCACCAAGGCGACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGG 
ACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGATGACGGCCTTAGGG 
TTGTAAAGCTCTTTTCTCCGGGACGATAATGACGGTACCGGAGGAATAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCT 
CGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCTGATTTAGTCGAGGGTGAAAGCCCGTGGCTCAACCACGGAATGGCCTTCGATACTGGTTGGCTTGAGACCG 
GAAGAGGACAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCCGGTTCTGACGCTGAGGCGCG 
AAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGAATGCTAGCCGTTGGGGTGCATGCACCTCAGTGGCGCCGCTAACGCATT 
AAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGCAG 
AACCTTACCATCCCTTGACATGGCATGCGAACTCGAGAGATTGAGTGTCCTCTTCGGAGGCGTGCACACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAG 
ATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCACGTCCCTAGTTGCCATCATTAGGTTGGGCACTCTGGGGAGACTGCCGGTGATAAGCCGCGAGGAAGGTGTG 
GATGACGTCAAGTCCTCATGGCCCTTACGGGATGGGCTACACACGTGCTACAATGGCGGTGACAATGGGCAGCGAAGGGGCGACCTGGAGCGAATCCCCAAAAGC 
CGTCTCAGTTCGGATTGCACTCTGCAACTCGGGTGCATGAAGGCGGAATCGCTAGTAATCGTGGATCAGCATGCCACGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACACCATGGGAGTTGGTCTTACCCGACGGCGCTGCGCCAACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGCGGCGTGCCTAATACATGCAAGTGGAACGCATTTTGATCACCGTAGCTTGCTACACCGATTAAAATGAGTCG 
CGAACGGGTGAGTAACGCGTAGGTAACCTACCTTTTAGCGGGGGACAACTATTGGAAACGATAGCTAATACCGCATAAGACATTTTATCGCATGATAGGATGTTA 
AAAGATACAATTGTATCACTAGAAGATGGACCTGCGTTGTATTAGCTAGTTGGTGGGGTAACGGCTCACCAAGGCTACGATACATAGCCGACCTGAGAGGGTGAT 
CGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAA 
GAAGGTTTTCGGATCGTAAAGCTCTGTTGTAAGCGAAGAACAGTGATAGGAGTGGAAAATCTATCATATGACGGTAGCTTACCAGAAAGGGACGGCTAACTACGT 
GCCAGCAGCCGCGGTAATACGTAGGTCTCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTAGATAAGTCAGAAGTTAAAGGCTGTGGCTCA 
ACCATAGTATGCTTTTGAAACTGTTTAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCG 
AAAGCGGCTCTCTGGTCTGTCACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTG 
TTAGACCCTTTCCGGGGTTTAGTGCCGTAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCCTTTGACTGGTCTAGAGATAGACTTTCCCTTCGGGGCAGAGG 
AGACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTGCCATCATTAAGTTGGGCAC 
TCTAGCGAGACTGCCGGTAATAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGTTGGTACAAC 
GAGTCGCAAGCCGGTGACGGCAAGCTAATCTCTTAAAGCCAATCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGA 
TCAGCACGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCACGAGAGTTTGTAACACCCGAAGTCGGTGAGGTAACCTATTAGGAGCCAG 
CCGCCGAAGGTGGGATAGATGATTGGGGTGAAGTCGTAACAAGGTAGCCGTATCGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGACGACAGGGCTTGCCTTGTCTGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAA 
CCTGCCCCCCTCTTCGGGATAACCTCGGGAAATCGGGGCTAATACCGGATATGACTTCGCACCGCATGGTGTGTTGTGGAAAGTTTTTCGGTGGGGGATGGACTC 
GCGGCCTATCAGTTTGTTGGTGAGGTAATGGCTCACCAAGGCGATGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGTAG 
GGAAGAAGCGAAAGTGACGGTNCCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAANACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCG 
TAAAGAGCTTGTAGGTGGCTTGTCGCGTCTGCCGTGAAAACCCGAGGCTCAACCTCGGGCGTGCGGTGGGTACGGGCAGGCTAGAGTGTGGTAGGGGAGACTGGA 
ACTCCTGGTGTAGCGGTGATATGCGCAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGCCATTACTGACACTGAGAAGCGAAAGCATGGGGAGCG 
AACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGTTGGGCACTAGGTGTGGGGAACATTCCACGTTTTCCGCGCCGTAGCTAACGCATTAAGTGCCCCGCC 
TGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAG 
GCTTGACATGCACCGGACGACTCCAGAGATGGGGTTTTCTTCGGACTGGTGCACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTC 
CCGCAACGAGCGCAACCCTCGTTCCATGTTGCCAGCGCGTTATGGCGGGGACTCATGGGAGACTGCCGGGGTCAACTCGGGAGGAAGGTGGGGACGACGTCAAAT 
CATCATGCCCCTTATGTCTTGGGCTTCACGCATGCTACAATGGCCGGTACAATGGGTTGCGAAACTGTGAGGTGGAGCGAATCCCAAAAAGCCGGTCTCAGTTCG 
GATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCA 
AGTCACGAAAGTCGGTAACACCCGAAGCCAGTGGCCTATCCTCGTGAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTG 
ATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGCAGCTTGCTGCTTTGCTGACGAGTGGCGGACGGGTGAGTAA 
TGTCTGGGAAACTGCCTGATGGAGGGGGATAACTACTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGCACAAAGAGGGGGACCTTAGGGCCTCTTGCCATC 
GGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCAACACTGGAACTGAGACAC 
GGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCNGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTA 
CTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 
GGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTG 
GCAAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGAC 
TGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTT 
CCGGANNTAACGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCGCACAAGCGGTGGAGCATGTGGTTTAATT 
CGATGCAACGCGAAGAACCTTACCTGGTCTTGACATCCACGGAAGTTTTCAGAGATGAGAATGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGCTGTCGTC 
AGCTCGTGTTGTGAAATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCCTTTGTTGCCAGCGGTCCGGCCGGGAACTCAAAGGAGACTGCCAGTGATAAA 
CTGGAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGACCAGGGC TACACACGTGCTACAATGGCGCATACAAAGAGAAGCGACCTCGCGAGAGCAAG 
CGGACCTCATAAAGTGCGTCGTAGTCCGGATTGGAGTCTGCAACTCGACTCCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGAATGCCACGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTGGGTTGCAAAAGAAGTAGGTAGCTTAACTTCGGGAGGGCG 

>Fungi_16S 
TAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAAC 
ACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTGCTGTCGCATGGCGGTGGGTGGAAAGATTTATCGGTGC 
GAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCGACAGGGACGAAGCGTAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGA 
ATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCACAGCTCAACTGTGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAG 


CGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGA 
ACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGCGTAATGGCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGA 
CGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCG 
GTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTA 
ACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGTAAGGCCC 
TTGCGGTGGTACACACAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCGCTCGCACTTCGGGTATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACT 
CCTGGTTGCATGGCTGGGGGTGGAAAGATTTATCGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGC 
CGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGC 
GACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGTAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCACAGCTCAACTG 
TGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG 
GCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGG 
GTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAA 
GCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCAGACAGCCGTAGAGATACGGTTTCCCTTGTGGTTGGTGTAC 
AGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGGATTATGCCGGGGACTC 
GCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGG 
GCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATC 
AGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGA 
GCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACTTNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGGCGGTAAGGCCCTTCGGGGGTACACGAGCGGCGAACGGGTGAGTA 
ACACGTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTCTTGTCGCATGGCTTGGGGTGGAAAGATTTATCGGT 
GCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGA 
CACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAA 
CCTCTTTCGACAGGGACGAAGCGTAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCG 
GAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCTGTGAAAACTCACAGCTCAACTGTGAGCTTGCAGGCGATACGGGCAGACTTGAGTACTGC 
AGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAA 
AGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCAT 
TAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAA 
GAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGA 
TGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGCGTTATGGCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 
GACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGC 
CGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTAC 
ACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTCGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCG 
TAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTTCCTTTGTAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCC 
TGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCT 
ACCCTGTACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTCCGATGCATGTCGGTGGGTGGAAAGATTTATCGGTACAGGATGGGCCCGC 
GGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGG 
ACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTA 
AAGAGCTTGTAGGCGGTTTGTCGCGTCGTCCGTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAAT 
TCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGT 
TTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCAAGTAAAGTTGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCA 
TCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGA 
TCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACG 
TCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTACAAGGTAGCCGTA 
CCGGAAGGTGCGGCTGGATCACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGTTTGATCCTGGCTCAGGACGAACGCTG 
GCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTACCCTGTACTTCGGGATAA 
GCCTGGGAAACTGGGTCTAATACCGGATATGACCTTCCGATGCATGTCGGTGGGTGGAAAGATTTATCGGTACAGGATGGGCCCGCGGCCTATCAGCTTGTTGGT 
GGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGG 
GAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCGACAGGGACGAAGCGCAAGTGACGGT 
ACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTT 
GTCGCGTCGTCCGTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAA 
TGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT 
AGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGC 
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACC 
TGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTT 
ATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAG 
GGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGAC 
CCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACAC 
CCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGA 
TCACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGCGGTAGGCCCTTCGGGGTACACGAGCGGCGAACGGGTGAGTAACA 
CGTGGGTGATCTGCCTCGCACTTCGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTGCTGTCGCATGGCGGTGGGTGGAAAGATTTATCGGTGCG 
AGATGGGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACA 
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGA 
ATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGTCCGTGAAAACTTGGGGCTCAACCCCAAGCTTGCGGGCGATACGGGCAGACTTGAGTACTGCAG 
GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGAAGCGAAAG 


CGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCACGGGATCCGTGCCGTAGCTAACGCATTA 
AGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGA 
ACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATG 
TTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCGGATTATGCCGGGGACTCGCAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGA 
CGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGTGAGGTGGAGCGAATCCCTTAAAGCCG 
GTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACAC 
ACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCCTTGTGGGAGGGAGCCGTCGAAGGTGGGATCGGCGATTGGGNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGGTACACGAGCGG 
CGAACGGGTGAGTAACACGTGGGTGATCTGCCTTGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACCTTCGGCTTCCTGGTCGATGGTGG 
AAAGATTTATCGGTGCAAGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCA 
CACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC 
CTTCGGGTTGTAAACCTCTTTCGACTCCGACGAAGCGAAAGTGACGGTAGGAGTATAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGT 
GCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGCTTGTCGCGTCGATCGTGAAAACTCGGGGCTCAACCCCGAGCTTGCGGTCGATACGGGCA 
GGCTTGAGTACTTCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGAAGTAACTGA 
CGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCACGGGATCCGTGC 
CGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATT 
CGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAACCTGCAGAGATGTAGGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGCCGGGGTCAACT 
CGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCGCGAGGTGGAGC 
GAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTT 
CCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAANNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGATCCTGGCTCAGGACGAACGCTAGCGGCGTGCTTAACACATGCAAGTCGAGCGGTAAGGCCCTTCGGGG 
TACACGAGCGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCTCGCACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGAGCATCAGGTGCATG 
CCTGGTGTTGGAAAGGTTTACTGGTGCGAGATGGGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGG 
GCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGA 
GGGATGACGGCCTTCGGGTTGTAAACCTCTTTTGACAGGGACGAAGCGCAAGTGACGGTACCTGTAGAAGAAGCACCGGCCAACTACGTGCCAGCAGCCGCGGTA 
ATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTTGTAGGCGGTTTGTCGCGTCGATTGTGAAAACTTGCAGCTCAACTGCAAGCTTGCAGT 
CGATACGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG 
GCAGTAACTGACGCTGAGAAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGCGCTAGGTGTGGGTTTCCTTCCAC 
GGGATCCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCAT 
GTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAGCCATAGAGATATGGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATG 
GCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATCTTATGTTGCCAGCGCGTAATGGCGGGGACTCGTGAGAGACTGC 
CGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAGAGGGCTGCGATACCG 
TGAGGTGGAGCGAATCCCTTAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTTGGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCG 
GTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCATGAAAGTCGGTAACACCCGAAGCCGGTGGCCTAACCCTTGTGGAGGGAGCCGTCGAAGGTGG 
GATTGGCGATTGGGACGAAGTCGTAACTAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCT 
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Real BLAST Hits vs Combined 16S Database for Archaeal, Bacterial, and Fungal 


Sequences 

13202 Bacteria_16S 670607 670698 4 95 gi|265678602|ref|NR_028907.1| Marinitoga camini 
strain MV1075 16S ribosomal RNA, partial sequence 669757 671225 Marinitoga camini Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 

13202 Bacteria_16S 1395991 1396081 4 94 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 
strain KA3 16S ribosomal RNA, partial sequence 1395106 1396548 Marinitoga piezophila KA3 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 

13202 Bacteria_16S 1241815 1241907 4 96 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

13202 Bacteria_16S 204557 204652 1 96 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

13202 Bacteria_16S 4136060 4136150 4 94 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
13202 Bacteria_16S 4137626 4137716 4 94 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4140758 4140848 4 94 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4142322 4142412 4 94 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4143888 4143978 4 94 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4150150 4150240 4 94 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4151706 4151796 4 94 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4153134 4153224 4 94 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4154699 4154789 4 94 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4156265 4156355 4 94 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4159396 4159486 4 94 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4160962 4161052 4 94 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 2739672 2739765 2 95 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 

13202 Bacteria_16S 89909 90003 4 98 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

13202 Bacteria_16S 102322 102412 4 94 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

13202 Bacteria_16S 440845 440935 4 94 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

13202 Bacteria_16S 514282 514372 4 94 gi|265678709|ref|NR_029014.1| Lactobacillus rossiae 


strain CS1 16S ri 
Firmicutes; Lacto 


bosomal RNA, partial sequence 


bacillales; Lactobacillaceae; Lactobac 


illus. 


513446 514813 Lactobacillus rossiae Bacteria; 


13202 Bacteria_16S 
strain PIPN-2 16S 
Tenericutes; Moll 
13202 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
13202 Bacteria_16S 
danicus strain DB 
Bacteria; Firmicutes; 
13202 Bacteria_16S 

strain ELCA-2 16S 
Tenericutes; Moll 
13202 Bacteria_16S 
strain PYAN-1 16S 
Tenericutes; Moll 
13202 


eria; 


Bacteria_16S 


icutes; 


icutes; 


icutes; 


737268 737358 4 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


806720 806814 4 


erium. 


1034646 1034736 4 


Bacillales; 
1279182 1279272 4 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


1282133 1282223 4 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


2224115 2224209 4 


94 gi 


98 gi 


in 7 16S ribosomal RNA, partial sequen 
Thermodesulfobacteria; 


Thermodes 


94 gi 


4 16S ribosomal RNA, partial sequence 
Paenibacillaceae; Ane 


94 gi 


94 gi 


98 gi 


indicus strain CIR29812 16S ribosomal RNA, partial sequ 


15286 Bacteria; 
Thermodesulfatator. 
13202 Bacteria_16S 


strain L1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


13202 Bacteria_16S 
strain GIH 16S ri 
Tenericutes; Moll 
13202 Bacteria_16S 
strain VIS 16S ri 
Tenericutes; Moll 
13202 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
13202 Bacteria_16S 
phenolicus strain 
phenolicus Bacteria; 
13202 Bacteria_16S 
strain YJS 16S ri 
Tenericutes; Moll 
13202 Bacteria_16S 
strain BARC 857 1 
Tenericutes; Moll 
13202 Bacteria_16S 
grammopterae stra 
grammopterae Bacteria; 
13202 Bacteria_16S 
strain CHPA-2 16S 
Tenericutes; Moll 
13202 Bacteria_16S 
strain PIMN-1 16S 
Tenericutes; Moll 
13202 Bacteria_16S 
joergensenii stra 
joergensenii Bact 
Desulfospira. 
13202 Bacteria_16S 
vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 
13202 Bacteria_16S 
postgatei strain 
Bacteria; Proteob 
13202 Bacteria_16S 
HTCC2155 strain H 
HTCC2155 Bacteria; 
13202 Bacteria_16S 
phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 
13202 Bacteria_16S 


eria; 


eria; 


phenolica strain PhOl 16S ribosomal RNA, partial sequence 


bosomal 
icutes; 


6S ribo 
icutes; 


riboso 
icutes; 


icutes; 


acteria; 


Thermodesulfobacteria; 


2288311 2288401 4 


3687223 3687313 4 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3688740 3688830 4 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3775320 3775410 4 


4078543 4078633 4 


LR7.2 16S ribosomal RNA, 
Firmicutes; 


4119280 4119370 4 


4163993 4164083 4 


4174674 4174764 4 


T 
4180827 4180917 4 


4185330 4185420 4 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


77983 78076 1 
Proteobacteria; 


283719 283812 1 


in B54 16S ribosomal RNA, 


Proteobacteria; 


779185 779278 1 


1371903 1371996 1 


1517050 1517143 1 


1976114 1976207 1 


Entomoplasmatales; 


Clostridia; 


RNA, partial sequence 
Entomoplasmatales; 


mal RNA, partial sequence 
Entomoplasmatales; 


Thermodesulfobac 


94 gi 


94 gi 


in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 


94 gi|219846445 

3687881 36893 

94 gi| 219846380 
uence 

smataceae; 

94 gi| 219846167 
complete sequence 

Clostridiales; Pepto 

94 gi| 219846138 


94 gi 


somal RNA, partial sequence 4163118 41646 
Entomoplasmatales; 


94 gi 


in GRUA-1 16S ribosomal RNA, partial s 
enericutes; Mollicutes; 


Entomop 


94 gi 


94 gi 


Entomoplasm 
94 gi 


in B331 16S ribosomal RNA, partial seq 


Deltaproteobacte 


94 gi 
complete seq 
Deltaproteobacte 


94 gi 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


94 gi 


TCC2155 16S ribosomal RNA, partial seq 
Lentisphaerae; Lentisphaerales; Lent 


94 gi 


train FiPS3 16S ribosomal RNA, partial 
Proteobacteria; 


Deltaproteoba 


94 gi 


736380 73789 
Entomoplasmataceae; 


1278319 12798 
Entomoplasmat 


1281261 12827 
Entomoplasmat 


2287434 22889 
Entomoplasmat 


3686364 36878 


4118405 41199 
Entomoplasmat 


Entomoplasmat 


4179947 41814 
Entomoplasmat 


4184459 41859 


265678556 


E 
265678508 
ce 80584 
ulfobacter 


265678355 
10337 

urinibacil 

219846093 


aceae; M 
219846087 


aceae; E 
219857583 
ence 22232 
teriales; 


219857540 


aceae; M 
219846446 


aceae; M 
219846105 


aceae; M 
219846097 
equence 

lasmatales 
219846092 


aceae; M 
219846086 


ataceae; E 
265679012 
uence 
ria; Desul 
265678871 
uence 
ria; Desul 
265678526 
ce 77827 
acterales; 
228718145 
uence 

isphaerace 
219873435 
sequence 
cteria; De 


219878211 


ref 


ref 


ref 
lus 
ref 


ref 


ref 


ref 
ref 
ref 


ref 


Myc 
ref 


cocc 
ref 


esop 
ref 


esop 
ref 

4 
; En 
ref 
esop 
ref 
ref 
foba 
ref 
foba 


ref 


Des 
ref 


ae; 
ref 


sulf 


ref 


7 Entomoplasma 
ntomoplasma. 


71 1035187 Aneur 


173799 41752 


49 Entomoplasma 
ntomoplasma. 


77090 


282818 28433 


2 779794 Desul 


1371035 13725 


1516159 15175 


NR_028860.1 


NR_028811.1 


2 807361 Thermo 
iale 


s; Thermodes 


NR_028657.1 


group; Aneu 
NR_025683.1 


lasma. 
NR_025677.1 


NR_025171.1 


20 2224715 Thermo 
Ther 


modesulfobac 
NR_025128.1 


lasma. 
NR_026037.1 


NR_026036.1 


NR_025971.1 


3774462 377592 


oplasma. 
NR_025757.1 


4077655 407918 


aceae; Crypt 
NR_025728.1 


lasma. 
NR_025695.1 


lasma. 
NR_025687.1 
8 
tomoplasmata 
NR_025682.1 


lasma. 
NR_025676.1 


NR_029320.1 
78536 
cterales; De 
NR_029177.1 
3 
cterales; De 
NR_028830.1 
f 
ulfobacterac 
NR_027571.1 
1 
Lentisphaera 
NR_025194.1 
9 


obacterales; 


NR_025350.1 


i 
xr 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Aneurinibacillus 

nibacillus danicus 

inibacillus. 
Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 
esop 


Entomoplasma somnilux 


49 Entomoplasma somnilux Bacteria; 
ntomoplasma. 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 
esop 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


Desulfospira 
Desulfospira 
sulfobacteraceae; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 

Lentisphaera araneosa 

2 Lentisphaera araneosa 
Desulfotignum 

6 Desulfotignum 

Desulfobacteraceae; 


Desulfobacula 


1975215 1976722 Desulfobacula phenolica 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 


13202 


anilini strain An 
Bacteria; 


13202 


toyohensis strain 
ToBE Bacteria; 


13202 


SPS-17 16S riboso 
Thermus; 


13202 


strain GraMall 16 
Proteobacteria; 


13202 


halotolerans DSM 
Bacteria; 


13202 


palmitatis strain 
Bacteria; 


13202 


wiegelii strain R 
Bacteria; 


13202 


strain MSB-8 16S 
Thermotogae; 


Bacteria_16S 


Proteob 
Bacteria_16S 


Fi 
Bacteria_16S 


Deinococ 
Bacteria_16S 
Bacteria_16S 


Proteob 
Bacteria_16S 


Proteob 
Bacteria_16S 


Bacteria_16S 


S ribosomal RNA, 


Firmicutes; 


ribosomal RNA, 
Thermotogales; 


1979233 1979326 1 


2755879 2755972 4 


Clostridia; 
3018817 3018910 4 


mal RNA, partial sequence 
ci; 


Thermales; Thermaceae; 
3052304 3052397 1 


3112393 3112486 1 


3773826 3773919 1 


105355 105447 4 


Clostridia; 
304937 305029 4 


Thermotogaceae; 


complete sequence 


94 gi 


il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


97 gi 


TOBE 16S ribosomal RNA, partial sequence 


rmicutes; Thermoanaerobacterales; 


97 gi 


3017969 3019430 Thermus o 
Thermus. 


94 gi 


94 gi 


11383 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfob 


94 gi 


96 gi 


t8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


96 gi 


Desulfur 


219878209 
acterales; 
219857149 


219846911 


219846887 


complete sequence 3051418 30529 
Deltaproteobacteria; Desulfuromonadales; 


219846847 
e 31115 
acterales; 
219846382 


SDBY1 16S ribosomal RNA, partial sequence 37729 
acteria; Deltaproteobacteria; 


265678993 

10448 

S; 
265678857 


304028 30558 
Thermotoga. 


19783 


27549 


Pelobacterac 


omonadales; 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_024777.1 


anaerobacte 


ref|NR_026503.1 


ref|NR_026479.1 
eae; 
ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_025973.1 
41 3774411 Desulf 
De 
ref|NR_029301.1 
6 105949 Thermo 


ref|NR_029163.1 


r 


shimai Bacte 


sulfuromonadaceae; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 

Thermanaeromonas 


90 2756495 Thermanaeromonas toyohensis 
Thermo 


aceae; Thermanaeromonas. 
Thermus oshimai strain 
ria; Deinococcus- 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Desulfuromonas 
uromonas palmitatis 
Desulfuromonas. 
Thermoanaerobacter 
anaerobacter wiegelii 


Thermoanaerobacteraceae; Thermoanaerobacter. 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


13202 Bacteria_16S 582765 582857 4 96 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

13202 Bacteria_16S 685683 685775 2 94 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
13202 Bacteria_16S 905451 905543 4 96 gi| 265678441 |ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

13202 Bacteria_16S 1060509 1060601 4 96 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

13202 Bacteria_16S 1191806 1191898 4 96 gi|228715750|ref|NR_027538.1| Persephonella marina 


strain EX-H1 16S 


Aquificae; Aquificales; 
Bacteria_16S 


13202 
pacificum DSM 126 


DSM 12653 Bacteri 


ribosomal RNA, partial sequence 

Hydrogenothermaceae; Persephone 
1194899 1194991 4 96 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; 


1190944 11924 
lla. 
228715634 


Thermoanaerobacterale 


06 Persephonella 


ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


11940 


Carboxydibrachium. 


13202 


DSM 4359 16S ribo 
Thermotogae; 


13202 


owensensis OL 16S 
Bacteria; 


Sedis; 
13202 


brockii subsp. br 


Thermoanaerobacte 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Thermotogales; 


ockii strain HTD4 


rales; 


1202512 1202604 4 


Thermotogaceae; 
1304923 1305015 4 


ribosomal RNA, partial sequence 
Firmicutes; 
Caldicellu 


Clostridia; 


losiruptor. 


1313965 1314057 4 


1324831 1324923 4 


96 gi 


96 gi 


Thermoanaerobacterale 


96 gi 


16S ribosomal RNA, 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacteraceae; 


Thermo 


96 gi 


kristjanssonii 17 
kristjanssonii 17 
Family III. 
13202 
brockii subsp. 


7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 


Incertae Sedis; Caldicellulosiruptor. 
Bacteria_16S 
lactiethylicus strain SEBR 5268 16S ribo 

Thermoanerobacter brockii subsp. 
Thermoanaerobacte 


1506462 1506554 4 96 gi 


lactiethylicus 


rales; Thermoanaerobacteraceae; Thermo 


13202 


mediatlanticus st 
mediatlanticus Ba 


13202 


yonseiensis strain KBl 16S ribosomal RNA, partial sequenc 


Bacteria; Thermoanaerobacterale 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


1681055 1681147 4 


Deinococcus-Thermus; 
2388175 2388267 4 


Clostridia; 
3084051 3084143 4 


96 gi 


Deinococc 


96 gi 


96 gi 


228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotoga. 


219846460 


1304017 13055 
Thermoanaerobacterales 


Ss; 


228718892 


anaerobact 
219878140 
sequence 


T 


219846365 
somal RNA, 
Bacteria; 
an 
219878421 


rain TR 16S ribosomal RNA, partial sequence 
cteria; 


i; Thermal 
219857468 
e 23873 
S; 
219846866 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 


partial sequence 


ref|NR_027530.1 


a neapolitan 


ref |NR_026051.1 


ref |NR_027577.1 


131309 


er. 
ref|NR_025279.1 
1323941 132544 


marina EX-H1 Bacteria; 
Carboxydibrachium 
ydibrachium pacificum 


acteraceae; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


Thermoanaerobacter 
4 1314606 


Caldicellulosiruptor 


hermoanaerobacterales; 


aerobacter. 


8 Caldicellulosiruptor 
Thermoanaerobacterales 
ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 


ref|NR_025560.1 
1680196 168167 
es; Thermaceae; 
ref |NR_025056.1 
07 2388807 Thermo 


Thermoanaerobacteraceae 


ref |NR_026458.1 
3083185 308466 


Vulcanithermus 

6 Vulcanithermus 

Vulcanithermus. 

Thermoanaerobacter 

anaerobacter yonseiensis 

; Thermoanaerobacter. 
Thermoanaerobacter 

6 Thermoanaerobacter 


13202 
mathranii strain 
Bacteria; Firmicu 
13202 
norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 
13202 
strain SL1 16S ri 
Thermotogae; Ther 
13202 
thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 
13202 
strain VPB 4027 1 
Fusobacteria; Fus 
13202 
strain 12B4 16S r 
Firmicutes; Clost 
13202 
strain SS 1019 16 
Firmicutes; Lacto 


Bacteria_16S 


Bacteria_16S 
A8444 16S ribosomal RNA, partial seque 
Syntroph 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3174440 3174532 4 96 gi 


tes; Clostridia; 
3776918 3777010 2 94 gi 
acteria; Deltaproteobacteria; 

dus. 

3778467 3778559 4 96 
bosomal RNA, partial sequence 

motogales; Thermotogaceae; 


3881647 3881739 4 


gi 
37 
Thermotoga. 

96 gi 


teria; 
r. 


Firmicutes; Clostridia; 


634264 634359 4 99 gi 


A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


ain JT-3 16S ribosomal RNA, partial se 
Thermoa 


13202 


thermoacetoxidans 
thermoacetoxidans 


13202 


strain KPA 16S ri 
Firmicutes; 


13202 


strain PCL 16S ri 
Fusobacteria. 


13202 


sanfranciscensis 
sanfranciscensis 


13202 


Bacteria_16S 
Bacteria_16S 
Lacto 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 


164801 164891 4 


Firmicutes; 
258114 258204 4 


6S ribosomal RNA, partial sequence 633402 63487 
obacteriales; Fusobacteriaceae; Fusobacterium. 

22007 22097 4 94 gi| 265679049 

ibosomal RNA, partial sequence 21157 22626 
ridia; Clostridiales; Veillonellaceae; Propionis 

31254 31344 4 94 gi| 265679043 

S ribosomal RNA, partial sequence 30363 31864 
bacillales; Aerococcaceae; Facklamia. 

54008 54098 4 94 gi| 265679028 
strain CAMZ 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales 

94580 94670 4 94 gi| 265679000 

bosomal RNA, complete sequence 93645 95214 
bacillales; Lactobacillaceae; Lactobacillus. 

149380 149470 4 94 gi| 265678963 


94 gi 


strain L-12 16S ribosomal RNA, partial 
Bacteria; 


Lactobacillales; 
94 gi 


148511 15001 


strain JW/AS-Y6 1 
Firmicutes; Clost 
13202 
thermoautotrophic 
thermoautotrophic 
Moorella group; M 
13202 
strain S-5623 16S 
Firmicutes; Lacto 
13202 
strain Wt/la 16S 
Deinococcus-Therm 
13202 
strain MOL361 16S 
Firmicutes; Erysi 
13202 
shriftii strain D 
Bacteria; Firmicu 
13202 
gasicomitatum str 
gasicomitatum LMG 
13202 
marinus subsp. pa 


Bacteria_16S 
a strain JW 701/3 16S ribosomal RNA, c 
Th 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, 
ridia; Thermoanaerobacterales; 
332560 332650 4 94 gi 
a Bacteria; 
oorella. 
472954 473044 4 94 
ribosomal RNA, partial sequence 
bacillales; Weissella. 

529593 529687 4 98 
ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


gi 


gi 


complete sequence 257219 25873 
Thermoa 


472041 47353 


528726 53019 


219846805 
31735 
s; Thermoa 
219846379 
nce 37759 
obacterale 


219846378 
77587 37790 


219846308 
quence 
naerobacte 


265678628 


265678953 
sequence 
Lactobaci 

265678890 


naerobacte 
265678839 
omplete se 


ermoanaero 


265678736 


265678699 


Thermoanaerobacter 
anaerobacter mathranii 
; Thermoanaerobacter. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


ref|NR_025898.1 
3880766 388228 
rales; Thermoana 


Fusobacterium equinum 
equinum Bacteria; 


ref |NR_028933.1 
3 Fusobacterium 


ref|NR_029261.1 

163866 165437 
llaceae; Lactoba 
ref|NR_029198.1 


ref|NR_029357.1| Propionispira arboris 
Propionispira arboris Bacteria; 

pira. 

ref|NR_029351.1| Facklamia sourekii 
Facklamia sourekii Bacteria; 

ref |NR_029336.1| Desulfotomaculum 
53088 54587 Desulfotomaculum 

; Peptococcaceae; Desulfotomaculum. 

ref |NR_029308.1| Lactobacillus lindneri 
Lactobacillus lindneri Bacteria; 

ref|NR_029271.1| Clostridium rectum 


5 Clostridium rectum Bacteria; 


Lactobacillus 
Lactobacillus 
cillus. 

Moorella glycerini 


1 Moorella glycerini Bacteria; 
raceae; Moorella group; Moorella. 
ref|NR_029144.1] Moorella 

quence 331642 333194 Moorella 
bacterales; Thermoanaerobacteraceae; 


ref|NR_029041.1| Weissella koreensis 
7 Weissella koreensis Bacteria; 


ref|NR_029004.1| Deinococcus indicus 
2 Deinococcus indicus Bacteria; 


us; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
799080 799170 4 94 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

817489 817579 4 94 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
SSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
tes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

856871 856961 4 94 gi|265678474|ref|NR_028777.1| Leuconostoc 
ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 

18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

879444 879534 4 94 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 

storis strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 
13202 
xylanovorans stra 
xylanovorans Bact 
13202 
strain BT-H1 16S 

Firmicutes; Clost 


Bacteria_16S 
in HESP1 16S ribosomal RNA, partial se 
Clostrid 
Bacteria_16S 


Prochlorococcus. 
910112 910202 4 


e; 
94 gi 
Firmicutes; Clostridia; 

939520 939610 4 94 
ribosomal RNA, complete sequence 
ridia; Clostridiales; 


eria; 
gi 


13202 


Bacteria_16S 


970412 970502 4 94 gi 


938639 94015 
Heliobacteriacea 


265678438 
quence 

iales; Clo 
265678419 


e; Heliore 


265678397 


fructosovorans strain JJ 16S ribosomal RNA, partial sequence 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


ref|NR_028740.1| Clostridium 

909211 910743 Clostridium 
stridiaceae; Clostridium. 
ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 
stis. 
ref|NR_028699.1| Desulfovibrio 


969528 971049 Desulfovibrio 


13202 Bacteria_16S 982513 982603 4 
strain BARC318 16S ribosomal RNA, 
Tenericutes; Mollicutes; Entomoplasmatales; 
13202 Bacteria_16S 1157028 1157118 4 94 gi 
moniliformis DSM 12112 16S ribosomal RNA, partial seque 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fuso 
13202 Bacteria_16S 1288373 1288463 4 94 gi 
Mi268 16S ribosomal RNA, partial sequence 
Lactobacillales; Weissella. 

13202 Bacteria_16S 1297282 1297372 4 94 
strain 2DT 16S ribosomal RNA, partial sequence 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 


94 gi 


ne 


gi 


13202 Bacteria_16S 1482553 1482643 4 94 gi| 219878151 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial 

nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fus 
Fusobacterium. 

13202 Bacteria_16S 1511169 1511259 4 94 gi| 219846273 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; 

13202 Bacteria_16S 1752791 1752881 4 94 gi| 219878372 


strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
13202 Bacteria_16S 1844083 1844173 4 94 
strain M577-94 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobacu 
13202 Bacteria_16S 1854604 1854694 4 94 gi 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, parti 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aer 


gi 


lu 


265678389 
complete sequence 981620 98314 
Entomoplasmataceae; 
228721492 
11561 
bacteriace 
219846052 
1287447 1289004 Weiss 


e 


219857534 
1296399 12978 


219878306 
1843183 18446 


mM. 


219878298 
al seque 
ococcace 


13202 Bacteria_16S 1857556 1857646 4 94 gi| 219878296 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 18581 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

13202 Bacteria_16S 1903519 1903609 4 94 gi| 219878261 


CIP 106764 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
13202 Bacteria_16S 1968650 1968740 4 94 gi 
strain ET-5b 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Ther 
13202 Bacteria_16S 2160492 2160582 4 94 gi| 219857628 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Swaminathania. 

13202 Bacteria_16S 2169719 2169809 4 94 gi| 219857622 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteri 
13202 Bacteria_16S 2177333 2177423 4 94 gi|219857615 


strain IH003 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; Leuconostoc. 

13202 Bacteria_16S 2186393 2186483 4 94 gi|219857608 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 21855 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnoba 
13202 Bacteria_16S 2250071 2250161 4 94 gi| 219857566 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 
13202 Bacteria_16S 2251596 2251686 4 94 gi| 219857565 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 22507 


Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 
13202 Bacteria_16S 2398757 2398847 4 94 gi 
aquimarina strain SW28 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporo 
13202 Bacteria_16S 2418804 2418894 4 94 gi 
strain DSM5578 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 

13202 Bacteria_16S 2420359 2420449 4 94 
strain IH25 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 
13202 Bacteria_16S 2450576 2450666 4 
strain KCTC 3666 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyel 


ne 
sa 


gi 


94 gi 


la 


1902626 19040 


219878216 
1967755 19691 


2176454 21779 


219857461 


e 23978 
rcina. 


219857447 
2417916 24194 


219857446 
2419471 24209 


219857419 
16S ribosomal RNA, partial sequence 2449732 24511 


13202 Bacteria_16S 2452127 2452217 4 94 gi 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial 


peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; 


219857418 


sequence 


E 


Entomoplasma freundtii 
freundtii Bacteria; 


ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_025642.1 
ella soli Bacter 


Streptobacillus 
obacillus moniliformis 
lus. 

Weissella soli strain 
ia; Firmicutes; 


ref|NR_025122.1| Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 


ref|NR_025290.1| Fusobacterium 

sequence 1481703 1483108 Fusobacterium 

obacteriales; Fusobacteriaceae; 

ref|NR_025863.1| Abiotrophia defectiva 
1510256 1511666 Abiotrophia defectiva 

Abiotrophia. 

ref|NR_025511.1| Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


ref|NR_025445.1| Isobaculum melis 

97 Isobaculum melis Bacteria; 

ref |NR_025437.1| Globicatella 

nce 1853726 1855215 Globicatella 
ae; Globicatella. 

ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 
ref|NR_025400.1| Facklamia miroungae 
30 Facklamia miroungae Bacteria; 


ref|NR_025355.1| Thermicanus aegyptius 
80 Thermicanus aegyptius Bacteria; 

micanus. 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


Swaminathania 
2 Swaminathania 
tobacteraceae; 


ND 


ref|NR_025211.1 

2168820 217030 
aceae; Carnobacterium. 
ref|NR_025204.1| Leuconostoc inhae 
27 Leuconostoc inhae Bacteria; 


Carnobacterium 
5 Carnobacterium 


ref|NR_025197.1| Carnobacterium 
17 2186981 Carnobacterium viridans 
cterium. 
ref|NR_025154.1| Fructobacillus 
2249193 2250667 Fructobacillus 
ref|NR_025153.1| Fructobacillus 
18 2252192 Fructobacillus ficulneus 
ref |NR_025049.1| Sporosarcina 


69 2399376 Sporosarcina aquimarina 


ref|NR_025035.1| Leuconostoc gelidum 
20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


ref|NR_025006.1| Seinonella 
2451243 2452743 Seinonella 
Seinonella. 


13202 


dichotomicum stra 
dichotomicum Bact 


13202 


alkaliphilum stra 
Bacteria; 


13202 


strain ATCC 43198 
Firmicutes; 


13202 


psychrotolerans s 
psychrotolerans B 


13202 


strain VPI-C6-61 
Firmicutes; 


13202 


phaeum strain PB 
Firmicutes; 


13202 


strain DSM 3670 1 
Firmicutes; 


13202 


strain HN3-7 16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Deinococcus-Thermus; 


13202 


strain RF-4 16S r 


Bacteria_16S 


Deinococcus-Thermus; 


13202 


strain 1144-97 16 
Firmicutes; 


13202 


tabacinasalis str 
tabacinasalis Bac 


13202 


strain M1832/95/2 
Bacteria; 


13202 


strain 1607-97 16 
Firmicutes; 


13202 


700631 16S riboso 
Lactobacillales; 


13202 


oxalivorans strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


oxalivorans Bacteria; 


13202 


oxalaticus strain 
Bacteria; 


13202 


orientis strain DSM 7 


Bacteria; 


13202 


kuznetsovii strai 


kuznetsovii DSM 6115 


13202 


radiodurans strai 


eria; 


Lactobacillales; 


acteria; 


Clostridia; 


2453650 2453740 4 


Firmicutes; 
2527552 2527642 4 


Clostridia; 
2591277 2591367 4 


2732278 2732368 4 


Firmicutes; 


2792142 2792232 4 


2883932 2884022 4 


3000761 3000851 4 


Deinococci; 
3041677 3041767 4 
3047791 3047881 4 


Firmicutes; 
3049333 3049423 4 


Lactobacillales; Aerococcaceae; Eremococcus. 


3091462 3091552 4 


94 


in KCTC 3667 16S ribosomal RNA, partial 
Bacillales; 


94 


in S1 16S ribosomal RNA, partial sequence 
Clostridiales; 


94 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


94 


94 


94 


94 


ibosomal RNA, partial sequence 
Thermales; 


94 


S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


94 


ain GF112B 16S ribosomal RNA, partial 
teria; 


94 


16S ribosomal RNA, partial sequence 


94 


S ribosomal RNA, partial sequence 


Facklamia. 


gi|219857417 


gi| 219857359 


gi|219857274 


Enterococcus. 


gi|219857166 


train M13-2 16S ribosomal RNA, partial sequence 
Lactobacillales; 


gi] 219857122 


16S ribosomal RNA, partial sequence 2791299 27926 
Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 


gi|219856869 


16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


gi| 219846923 


6S ribosomal RNA, partial sequence 2999867 30013 
Bacillales; 


Bacillaceae; Geobacillus. 
3020340 3020434 4 98 gi|219846910 
ribosomal RNA, partial sequence 3019481 30209 
Deinococci; Thermales; Thermaceae; Thermus. 
3021862 3021956 4 98 gi| 219846909 


3021006 30224 


Thermaceae; Thermus. 


gi| 219846895 
3040796 30422 


219846890 
sequence 


gi 


Lactobacillales; Aerococcaceae; Facklamia. 


219846889 
30484 


gi 


gi| 219846861 
3090574 30919 


sequence 
Thermoactinomycetaceae; 


2526673 2528174 Desulf 
Peptococcaceae; 


2590379 2591887 Entero 


Carnobacteriaceae; 


ref|NR_025005.1 
2452794 245426 


ref |NR_024947.1 


ref |NR_024905.1 


ref|NR_024794.1 
2731401 273285 
Marinil 


ref|NR_024750.1 


ref|NR_024688.1 
Thermace 


ref|NR_026515.1 


ref|NR_026502.1 


ref|NR_026501.1 


ref|NR_026487.1 


ref|NR_026482.1 
3046902 304840 


ref|NR_026481.1 
54 3049838 Eremoc 


ref |NR_026453.1 
90 Ignavigranum 


Desulfotomaculum. 


Thermoflavimicrobium 
8 Thermoflavimicrobium 


Thermoflavimicrobium. 


Desulfotomaculum 
otomaculum alkaliphilum 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 

Coprococcus catus 


13 Coprococcus catus Bacteria; 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 
Thermoanaerobacteraceae; 


togenium. 
Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Facklamia 
3 Facklamia 


Eremococcus coleocola 
occus coleocola 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


radiodurans Bacte 
13202 
strain ATCC 70062 
Firmicutes; 


13202 


chliarophilus str 


chliarophilus Bacteri 


13202 


thermocisternum s 
thermocisternum B 


13202 


funditum strain p 
Bacteria; 


13202 


Lactobacillales; Aerococcaceae; Ignavigranum. 

Bacteria_16S 3100493 3100583 4 94 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
mal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Aerococcaceae; Facklamia. 

Bacteria_16S 3121522 3121612 4 94 gi|219846841|ref|NR_026433.1| Ammoniphilus 
n RAOx-FS 16S ribosomal RNA, partial sequence 3120644 3122140 Ammoniphilus 

Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

Bacteria_16S 3123069 3123159 4 94 gi|219846840|ref|NR_026432.1]| Ammoniphilus 

RAOx1 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
Bacteria_16S 3154657 3154747 4 94 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
65 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

Bacteria_16S 3156245 3156335 4 94 gi|219846818|ref|NR_026410.1| Desulfotomaculum 

n DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

Bacteria_16S 3168363 3168457 4 98 gi|219846809|ref|NR_026401.1| Deinococcus 
n DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
ria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

Bacteria_16S 3180471 3180561 4 94 gi|219846801|ref|NR_026393.1| Facklamia hominis 
8 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 

Lactobacillales; Aerococcaceae; Facklamia. 

Bacteria_16S 3390060 3390150 4 94 gi|219846652|ref|NR_026244.1| Meiothermus 

ain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
a; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

Bacteria_16S 3764908 3764998 4 94 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
train ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

Bacteria_16S 3811673 3811763 4 94 gi|219846355|ref|NR_025946.1| Carnobacterium 
£3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 

Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 
3877017 3877111 4 98 gi|219846311|ref|NR_025901.1| Thermus filiformis 


Bacteria_16S 


strain Wai33 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


Deinococci; 


Thermales; 


Thermaceae; 


3876152 3877626 Thermus filiformis Bacteria; 


Thermus. 


13202 Bacteria_16S 3878537 3878631 4 98 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

13202 Bacteria_16S 4025561 4025651 4 94 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 4080120 4080210 4 94 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4145455 4145545 4 94 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
13202 Bacteria_16S 4148585 4148675 4 94 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4182359 4182449 4 94 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

13202 Bacteria_16S 4230795 4230885 4 94 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 


Clostridiales; 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Peptococcaceae; 


Desulfotomaculum. 


13202 Bacteria_16S 14353 14434 1 82 gi|265679054|/ref|NR_029362.1 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 

subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; F 
Francisella. 

13202 Bacteria_16S 563238 563331 2 95 gi| 265678677 |ref|NR_028982.1 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 


albertensis Bacte 
Acidithiobacillus 


ria; Proteobacteria; 


Gammaproteobacteria; Acidithiobacillales; 


13202 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


13202 


melanesiensis str 
melanesiensis BI4 


13202 


strain CCUG 41628 
Bacteria; 


13202 


strain DSM 13256, 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


29 Bacteria; 


Fusobacteria; 


884069 884162 1 
Proteobacteria; 

1332495 1332588 4 

1783036 1783093 4 
Fusobacteriales; 


1916817 1916910 4 


2629773 2629866 4 


Thermotogae; 


94 


97 


61 


97 


97 


strain Se-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 


13202 


strain IHB1 16S r 
Thermotogae; 


13202 


caldus strain KU 
Proteobacteria; 


13202 


thiophila strain 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Deinococci; 
2828251 2828344 4 


2997655 2997748 2 


3160871 3160964 1 


3288036 3288129 4 


Thermales; 


97 


ibosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


95 


94 


97 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


gi 


16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 


gi 


265678455 


ain MT-96 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


228721494 


ain BI429 16S ribosomal RNA, partial sequence 
Thermotogales; 


219878348 
17821 


219878250 
19159 


219857239 


2628913 26303 


Thermaceae; 


gi 


Thermus. 
219856905 


2827347 28288 


gi 


gi 


NZ27 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; De 


gi 


219846925 


16S ribosomal RNA, partial sequence 2996783 29982 
Gammaproteobacteria; Acidithiobacillales; 


219846815 
31599 


219846729 


Syntroph 


Acidithioba 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


1331586 13330 
Thermotogac 


75 1783536 Sneath 
Sneathia. 


11 1917433 Thermo 


80 3161460 Desul 


NR_028757.1 
0 
obacterales; 


NR_027617.1 
9 
eae; Thermos 
NR_025487.1 


NR_025389.1 


NR_024867.1 


NR_024726.1 


NR_026517.1 


cillaceae; 
NR_026407.1 
f 
sulfuromonad 
NR_026321.1 


islandicus strain 
Bacteria; Nitrosp 
13202 
acidigallici stra 
acidigallici Bact 
Pelobacter. 

13202 
strain HQgoel 16S 
Proteobacteria; D 
13202 
genavense strain 
Bacteria; Actinob 
Mycobacterium. 


Bacteria_16S 


Bacteria_16S 


3521273 3521366 1 94 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; 


112943 113035 2 94 

ribosomal RNA, partial sequence 
eltaproteobacteria; 
221519 221614 1 96 gi 


gi 


Rlha3 16S ribosomal RNA, partial sequence 32871 
irae; Nitrospirales; Nitrospiraceae; Thermodesul 
Bacteria_16S 


Deltaproteobacteria; 


112043 11359 
Syntrophobacterales; 


219846562 
sequence 
Desul 


265678987 


265678915 


ref 


ref 


Syntrophaceae; 
ref 


91 3288591 Thermo 
fovibrio. 
NR_026154.1 
3520389 35218 
furomonadales; 


NR_029295.1 
0 Syntrophus gentianae Bacteria; 
Syntroph 
NR_029223.1 


8 
P 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Thermosipho 
7 Thermosipho 
ipho. 
Sneathia sanguinegens 
ia sanguinegens 


Thermosipho geolei 
sipho geolei Bacteria; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Thermodesulfovibrio 
desulfovibrio islandicus 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Syntrophus gentianae 


us. 
Mycobacterium 


2289 16S ribosomal RNA, partial sequence 


13202 


Bacteria_16S 


271575 271655 4 84 gi 


acteria; Actinobacteridae; Actinomycetales; 


22065 


265678879 


proteoclasticum strain B316 16S ribosomal RNA, complete sequence 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


Corynebacterineae; 


9 222097 Mycobacterium genavense 
Mycobacteriaceae; 


ref|NR_029185.1| Clostridium 
270671 272189 Clostridium 


ref|NR_028909.1 
6 668269 Gluco 
Acetobacteracea 


Gluconacetobacter 
acetobacter entanii 
; Gluconacetobacter. 
Anaerobaculum mobile 


n 
e 


ref 


13202 Bacteria_16S 667630 667722 4 96 gi| 265678604 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 66678 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

13202 Bacteria_16S 676782 676874 4 96 gi| 265678598 
strain NGA 16S ribosomal RNA, partial sequence 675861 67745 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaero 
13202 Bacteria_16S 687249 687341 2 94 gi| 265678591 


cetonica strain 4 
Bacteria; 


13202 


suicloacalis stra 
suicloacalis Bact 


13202 


acetoxidans strai 


Bacteria_16S 


Bacteria_16S 


acetoxidans Bacte 
Desulfobacca. 
13202 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; 


13202 


2077 16S ribosoma 
Deltaproteobacter 


13202 


Bacteria_16S 


Bacteria_16S 


eria; 


ria; 


Lactobacillales; 


772943 773023 4 


Firmicutes; 
1026994 1027086 2 


Proteobacteria; 


1220503 1220583 4 


1271888 1271980 2 


1 RNA partial sequence 
ia; 


Desulfobacterales; 
1301813 1301905 4 


80 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


84 gi 


in PPC79 16S ribosomal RNA, partial sequence 
Lactobacillales; 


94 gi 


n ASRB2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


84 gi 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofustis. 


94 gi 


1271016 1272493 Desul 
Desulfobacteraceae; 


96 gi 


Carnobacteria 


lactoaceticus 6A 
Bacteria; 
Sedis; 
13202 
profundus strain 
Bacteria; 
13202 
neglectum strain 


Deinococcus-Thermus; 
Bacteria_16S 


Clostridia; Thermoanaerobacterale 
1437014 1437106 4 96 gi 
506 16S ribosomal RNA, partial sequenc 
Deinococci; Thermales; T 
1447816 1447908 2 94 gi 
P9a-h 16S ribosomal RNA, partial seque 


16S ribosomal RNA, partial sequence 1300923 13024 
Firmicutes; 
Caldicellulosiruptor. 
Bacteria_16S 


68634 


265678531 


265678360 
Syntro 


219878362 


219846399 


Desul 
219846639 
s; Thermoa 
224581430 
e 14361 
hermaceae; 
224581422 
nce 14469 


NR_028903.1 
6 Anaerobaculum 


1026088 10275 
phobacterales; 


9 
s 


ref|NR_025501.1 


ref |NR_025990.1 


fonema. 
ref|NR_026231.1 


fonema magnum Bacteria; 


mobile Bacteria; 


baculum. 
ref|NR_028896.1| Desulfosarcina 
3 687857 Desulfosarcina cetonica 
Desulfobacteraceae; Desulfosarcina. 
ref |NR_028835.1| Atopostipes 
772034 773579 Atopostipes 
ceae; Atopostipes. 
ref|NR_028662.1| Desulfobacca 


1 Desulfobacca 
yntrophaceae; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Desulfonema magnum DSM 
Proteobacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_027212.1| Oceanithermus 
36 1437633 Oceanithermus profundus 
Oceanithermus. 
ref|NR_027203.1| Mogibacterium 
32 1448409 Mogibacterium neglectum 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 
13202 Bacteria_16S 1464286 1464378 2 94 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 


strain HM-7 16S r 
Firmicutes; Clost 
13202 
strain JK 615 16S 
Firmicutes; 


Bacteria_16S 


ridia; Clostridiales; 


1732985 1733065 4 


ibosomal RNA, partial sequence 


84 gi 


1463419 14648 
Clostridiales Family XIII. 


ribosomal RNA, partial sequence 


1732113 17335 
Clostridia; Clostridiales; Lachnospiraceae; 


219878386 


Butyrivib 


73 Mogibacterium 
Incertae Sedis; 


diversum Bacteria; 
Mogibacterium. 


13202 


strain DSM 5651 1 
Proteobacteria; 


13202 


paucivorans strai 
paucivorans Bacte 


13202 


salipaludis strai 
Bacteria; 


13202 


guaymasensis stra 
Bacteria; Aquific 


13202 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


13202 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequen 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ria; 


acteria; 
erium. 


1896052 1896144 2 


2040255 2040335 4 


Firmicutes; 


2137944 2138036 2 


2231769 2231861 4 


2262393 2262485 4 


2449064 2449144 4 


94 gi 


6S ribosomal RNA, partial sequence 1895145 18966 
Deltaproteobacteria; Desulfobacterales; 


84 gi 


n 2992-95 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


94 gi 


n SM-1 16S ribosomal RNA, partial sequence 21370 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


96 gi 


in H2 16S ribosomal RNA, partial sequence 
ae; Aquificales; Hydrogenothermaceae; 


96 gi 


train SL6 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


84 gi 


olivapovliticus Bacteria; Firmicutes; Lactobacillales; 


13202 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 


Bacteria_16S 


2681143 2681223 4 


84 gi 


psychrotolerans Bacteria; Firmicutes; Lactobacillales; 


13202 


desulfurans strai 
desulfurans Bacte 


13202 


Bacteria_16S 


Bacteria_16S 


2703572 2703664 4 


96 gi 


n St55B 16S ribosomal RNA, partial sequence 


strain ATCC 70069 
Firmicutes; 
13202 
europaeus strain 
Bacteria; 
13202 


Clostridia; 
Bacteria_16S 


Bacteria_16S 


Clostridiales; 


3003842 3003934 4 96 gi 


ria; Deinococcus-Thermus; Deinococci; Thermales; 
2846550 2846642 2 94 gi| 219856893 
7 16S ribosomal RNA, partial sequence 28456 


Clostridiales Family XIII. 


DES11 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


219878267 


219878168 


219857643 


A 
219857578 
22309 
Persephone 
219857558 


Thermodesulfobacteriales; 


219857420 


219857202 
sequence 


219857186 


219846921 
30029 


3118524 3118616 4 96 gi 


Desulfobacteraceae; 


Carnobacteriaceae; 


Carnobacteriaceae; 


Desul 
NR_025307.1 

2039358 204086 
Dolosicoccus. 


13 2232371 Persep 
lla. 
ref|NR_025146.1 

2261503 226299 
Thermo 


ref|NR_025008.1 
ce 2448175 244968 
Alkalib 
ref|NR_024830.1 

2680270 268176 
Alkalib 
ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref|NR_024712.1 


ref|NR_025525.1| Butyrivibrio hungatei 
87 Butyrivibrio hungatei Bacteria; 

rio. 

ref|NR_025406.1| Desulfococcus biacutus 
59 Desulfococcus biacutus Bacteria; 


fococcus. 
Dolosicoccus 
7 Dolosicoccus 


ref |NR_025232.1| Microbulbifer 
73 2138564 Microbulbifer salipaludis 
lteromonadaceae; Microbulbifer. 
ref|NR_025166.1] Persephonella 


honella guaymasensis 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Oceanithermus 
1 Oceanithermus 
anithermus. 
Mogibacterium vescum 


Acetobacteraceae; 


66 2847142 Mogibacterium vescum Bacteria; 
Incertae Sedis; Mogibacterium. 
ref|NR_026513.1] Gluconacetobacter 

97 3004478 Gluconacetobacter europaeus 
Gluconacetobacter. 


219846843 


ref|NR_026435.1] Gluconacetobacter 


intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


13202 


strain YH-15 16S 
Firmicutes; 


13202 


strain DSM 3963 1 
Deinococcus-Thermus; 


13202 


ruminis strain DS 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Lactobacillales; 


Firmicutes; 


3165341 3165421 4 


3171396 3171488 4 


Deinococci; 
3445252 3445344 2 


Clostridia; 
3788920 3788980 1 


AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


13202 


maritimus strain 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


4057300 4057392 2 


4072422 4072514 4 


84 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


96 


94 


61 


3788062 3789489 Ehrli 
ia; Rickettsiales; Anaplasmataceae; Ehrl 


94 


96 


gi 


3164429 31659 
Lactobac 


gi 


6S ribosomal RNA, partial sequence 3170548 31720 


Deinococcales; Deinococc 


gi 


M 9236 16S ribosomal RNA, partial sequence 34443 
Clostridiales; Veillone 


gi 


gi 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial 


saccharolytica Bacteria; 


Soehngenia. 
13202 
strain 50-1 BON 1 


Bacteria_16S 


Firmicutes; Clostridia; 


4076963 4077055 4 96 gi 


Clostridiales; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacte 
Mahella. 

13202 Bacteria_16S 40087 40166 4 83 gi| 265679037 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

13202 Bacteria_16S 46167 46262 1 96 gi| 265679033 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
13202 Bacteria_16S 72043 72138 1 96 gi| 265679016 


sulfidoxydans str 
sulfidoxydans Bac 


Pseudonocardiaceae; 


13202 


asaccharolytica s 
asaccharolytica B 


Bacteria_16S 


Pseudonocardiaceae; 


13202 


conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; 


13202 


strain MCRL 0044 


13202 


strain F 628 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Pseudonocardia. 


73607 73702 1 


Pseudonocardia. 
108340 108435 1 


265546 265641 1 


297477 297572 1 


96 


96 


96 


96 


ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 4076074 40776 


ain 592 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteridae; 


gi 


3895/92 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


gi 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


gi 


296587 29794 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
13202 Bacteria_16S 312635 312714 4 83 gi| 265678852 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
13202 Bacteria_16S 330865 330956 4 95 gi| 265678840 
strain CC-1 16S ribosomal RNA, partial sequence 329993 33159 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

13202 Bacteria_16S 334087 334182 1 96 gi| 265678838 
strain ATCC 51131 16S ribosomal RNA, partial sequence 33324 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

13202 Bacteria_16S 394458 394537 4 83 gi| 265678792 
strain AIP 354.02 16S ribosomal RNA, partial sequence 39362 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacter 
13202 Bacteria_16S 451541 451632 4 95 gi| 265678753 
strain Met-12 16S ribosomal RNA, partial sequence 450666 45216 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

13202 Bacteria_16S 453131 453210 4 83 gi| 265678752 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 
Firmicutes; Bacillales; Macrococcus. 

13202 Bacteria_16S 478946 479041 1 96 gi| 265678732 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Mycobacteriaceae; Mycobacterium. 

13202 Bacteria_16S 480495 480590 1 96 gi| 265678731 


boenickei strain W5998 16S ribosomal RNA, partial sequence 


219846812 


illus. 
219846807 


aceae; D 
219846613 


llaceae; 
219846371 


ichia. 
219846182 
40564 


219846171 
sequence 
te! 


219846168 


265679015 
equence 
Actin 
265678990 


Actinomyce 


265678883 


265678862 


Alteromonadaceae 


ref|NR_026404.1 
45 Lactobacillus 
ref |NR_026399.1 
einococcus. 
ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref |NR_025962.1 
chia muris Bacte 


ref|NR_025772.1 
29 4057918 Microb 
, 


ref|NR_025761.1 


40715514 


ref 


0730 


lostridiales Fa 


NR_025758.1 


4 


mily XI. 


rales Family IV. 
ref |NR_029345.1 
40723 


ref |NR_029341.1 
Mycobacterium 
eae; Mycobacteri 
ref |NR_029324.1 
71176 72680 
Pseudo 


ref|NR_029323.1 
72731 74244 
omycetales; Pseu 


ref |NR_029298.1 
107522 108917 
tales; Corynebac 
ref|NR_029189.1 
eae; Pseudonocar 
ref|NR_029168.1 
9 Mycobacterium 
eae; Mycobacteri 
ref|NR_029158.1 

311738 313264 


ref|NR_029145.1 


ref 
nebacterine 
ref 
ium. 
ref 


ref 


ref 
478074 4 
etales; Cor 


ref 


NR_029143.1 
5 334704 Mycoba 


ae; 


NR_029097.1 
6 394999 Oribac 


NR_029058.1 
9 Petrotoga mexicana Bacteria; 


NR_029057.1 
8 Macrococcus lamae Bacteria; 


NR_029037.1 


7957 
yneb 


NR_029036.1 
479623 481120 Mycobacterium boenickei 


M 


2 
a 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Succiniclasticum 
iclasticum ruminis 
m. 

Ehrlichia muris strain 
ria; Proteobacteria; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Staphylococcus 


Staphylococcus condimenti 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 

Pseudonocardia 

Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Mycobacterium 
Mycobacterium 


terineae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Mycobacterium terrae 
terrae Bacteria; 

aceae; Mycobacterium. 
Staphylococcus 
Staphylococcus 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Oribacterium sinus 
terium sinus Bacteria; 


Petrotoga mexicana 


Macrococcus lamae 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
13202 Bacteria_16S 


Pseudonocardiaceae; 
13202 Bacteria_16S 


Pseudonocardia. 
13202 Bacteria_16S 


13202 Bacteria_16S 


Mycobacteriaceae; 
13202 Bacteria_16S 
nepalensis strain 
Bacteria; Firmicutes; 
13202 Bacteria_16S 


Thermotogae; 
13202 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
13202 Bacteria_16S 


506772 506867 1 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 
523477 523572 1 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 52260 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


531088 531183 1 
strain FI-0169 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Mycobacterium avium complex (MAC). 
538727 538822 1 
psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
541748 541827 4 
CW1 16S ribosomal RNA, partial sequence 
Bacillales; 
614543 614634 4 
strain SL24 16S ribosomal RNA, partial sequence 
Thermotogaceae; 
617677 617772 1 
1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermotogales; 


625085 625180 1 
strain E846 16S ribosomal RNA, partial sequence 


96 gi 


96 gi 


96 gi 


96 gi 


83 gi 
Staphylococcus. 
95 gi 
Petrotoga. 

96 gi 


96 gi 


530243 53169 


613678 61515 


624219 62572 


Actinobacteria; 


Actinobacteridae; Actinomycetales; Corynebacterin 


265678714 
Actinomyce 
265678703 
Pseu 


265678698 


265678693 
sequence 
Actin 


265678691 
54086 


265678642 
265678640 
61679 


Cory 


265678635 


ref 
tales; 


ref 


ref 


eae; 


ref 


ref 


ref 


ref 


ref 


NR_029019. 
505922 507359 
Pseudonocardineae; 


NR_029008.1 
2 524095 Pseud 
donocardineae; 


NR_029003. 
4 Mycobacterium 
Mycobacter 


NR_028998.1 
537853 539333 


omycetales; Cor 


NR_028996.1 
2 542331 Staph 


NR_028947.1 
2 Petrotoga olearia Bacteria; 


NR_028945.1 
5 618320 Mycob 
nebacterineae; 


NR_028940.1 
5 Mycobacterium 


1 


Pseudonocardia 
Pseudonocardia 


Pseudonocardia 


onocardia benzenivorans 
Pseudonocardiaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 


iaceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 


ynebacterineae; 


Staphylococcus 


ylococcus nepalensis 


Petrotoga olearia 


Mycobacterium 


acterium holsaticum 
Mycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 


eae; Mycobacteriaceae; Mycobacterium. 


13202 Bacteria_16S 651152 651231 4 83 gi|265678617|ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

13202 Bacteria_16S 661553 661632 4 83 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

13202 Bacteria_16S 712672 712767 1 96 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
13202 Bacteria_16S 714231 714326 1 96 gi| 265678573 |ref|NR_028878. 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

13202 Bacteria_16S 783798 783877 4 83 gi| 265678523 |ref|NR_028827.1 


satelles strain VPI D143K-13 16S ribosomal RNA, partial 


satelles Bacteria 
13202 
montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 
13202 
zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 
13202 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 
13202 
flava strain AS 4 
Bacteria; Actinob 


Saccharopolyspora. 


13202 Bacteria_16S 931773 931852 4 83 gi|265678424|ref|NR_028726.1 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiace 
13202 Bacteria_16S 996612 996691 4 83 gi|265678380|ref|NR_028682.1 


strain B1333 16S 
Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Lactobacillales; 


; Firmicutes; Clostridia; Clostridiale 
811344 811439 1 96 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

815952 816047 1 96 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


872139 872230 4 95 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
888640 888735 1 96 gi 
-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ribosomal RNA, complete sequence 


Carnobacteriaceae; 


13202 
succinus subsp. 


Bacteria_16S 


995703 99724 
Granulicatella. 


sequence 
S; 
265678505 


265678502 
ales; 


265678464 
sequence 
ria; 


265678452 
nce 
ales; 


1019297 1019376 4 83 gi 


succinus strain AMG-D1 16S ribosomal RNA, 
Staphylococcus succinus subsp. 


succinus Bacteria; 


Rhodospir 


265678365 


ref 


ref 


ref 


ref 


782926 784381 
Lachnospiraceae; 
ref 
rtial sequence 
e; Actinomycetales; 


Shuttl 
NR_028808.1 
810468 
Coryne 


NR_028805.1 
ence 815109 816530 Pseudo 
Pseudonocardineae; 


NR_028767.1 
871314 872760 
illales; Ace 


NR_028754.1 
887783 889225 Saccha 
Pseudonocardineae; 


NR_028667.1 
complete sequence 
Firmicutes; 


P 


P 


aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 


Mycobacteriaceae; 


Shuttleworthia 
Shuttleworthia 
eworthia. 
Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 
Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Bacillales; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 


13202 
autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


Bacteria_16S 


1054433 1054492 2 61 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


265678341 
uence 
teria; 


ref 


1053566 10550 
Campylo 


NR_028643.1 


bacterales; 


0 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


13202 Bacteria_16S 1244810 1244905 4 99 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
metallireducens strain 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
metallireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
13202 Bacteria_16S 1250755 1250850 1 96 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

13202 Bacteria_16S 1285223 1285302 4 83 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

13202 Bacteria_16S 1286780 1286859 4 83 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

13202 Bacteria_16S 1294371 1294450 4 83 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

13202 Bacteria_16S 1303335 1303414 4 83 gi|219846514|ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

13202 Bacteria_16S 1318666 1318745 4 83 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
Bacteria_16S 


13202 
subsp. urealyticu 
capitis subsp. ur 
13202 
carnosus subsp. 
carnosus subsp. 
13202 
strain SJ95 16S r 
Thermotogae; Ther 
13202 
diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 
13202 
strain L1-82 16S 
Bacteria; Firmicu 
13202 
strain GD521 16S 


Cc 
c 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


Firmicutes; Bacillales; Staphylococcus. 

13202 Bacteria_16S 1479462 1479541 4 83 gi| 219878381 |ref|NR_025520.1 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 148010 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

13202 Bacteria_16S 1490149 1490244 1 96 gi| 219846947 |ref|NR_026539.1 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

13202 Bacteria_16S 1491626 1491705 4 83 gi|219846902|ref|NR_026494.1 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostr 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
13202 Bacteria_16S 1560885 1560980 1 96 gi| 219846147 |ref|NR_025737.1 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 156148 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Mycobacteriaceae; Mycobacterium. 

13202 Bacteria_16S 1581955 1582046 4 95 gi|219878490|ref|NR_025629.1 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 158256 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

13202 Bacteria_16S 1670528 1670607 4 83 gi| 219878428 |ref|NR_025567.1 
strain 16351 16S ribosomal RNA, partial sequence 1669639 16711 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 1705613 1705708 1 96 gi|219878404|ref|NR_025543.1 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 17061 

Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleo 
13202 Bacteria_16S 1728385 1728480 1 96 gi| 219878389 |ref|NR_025528.1 


1334683 13361 


1433051 14345 


Staphylococcus. 


1320208 1320287 4 83 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
s strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
ealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1321750 1321829 4 83 gi|228715346|ref|NR_027518.1| Staphylococcus 
arnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
arnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1335534 1335625 4 95 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


motogales; Thermotogaceae; Petrotoga. 
1353778 1353869 4 95 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
rain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
1 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
1383986 1384065 4 83 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
tes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 
1433941 1434020 4 83 gi|224581433|ref|NR_027215.1| Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Clostridium 
idium saccharolyticum 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Rhodovarius 
8 Rhodovarius 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 


Mycobacterium pulveris 


strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


13202 Bacteria_ 
strain DSM 44515 


13202 Bacteria_ 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


13202 Bacteria_ 


xylanivorans stra 
xylanivorans Bact 


13202 Bacteria_ 


strain SL25 16S r 
Ther 


Thermotogae; 
13202 Bacteria_ 


sanguinicola stra 
sanguinicola Bact 


13202 Bacteria_ 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


13202 Bacteria_ 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


13202 Bacteria_ 


elephantis strain 
elephantis Bacter 


Mycobacteriaceae; 
13202 Bacteria_ 


heidelbergense st 
heidelbergense Ba 


Mycobacteriaceae; 
13202 Bacteria_ 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


13202 Bacteria_ 
africanum strain 


africanum Bacteri 


Mycobacteriaceae; 
13202 Bacteria_ 


scrofulaceum stra 
scrofulaceum Bact 


Mycobacteriaceae; 
13202 Bacteria_ 
tokaiense strain 


tokaiense Bacteri 


Mycobacteriaceae; 
13202 
poriferae strain 


poriferae Bacteri 


Mycobacteriaceae; 
13202 
strain ATCC 19422 


Bacteria; Actinob 
Mycobacterium; My 
Bacteria_1 


13202 
strain ATCC 51384 


Actinobacteria; Actinoba 
Bacteria_16S 


13202 
strain MUP 1182 1 


Actinobacteria; Actinoba 
Bacteria_16S 


13202 
strain ATCC 927 1 


Actinobacteria; Actinobacteridae 
Bacteria_16S 


13202 
strain NRCM 00-25 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


13202 


Bacteria_1 


Bacteria_1 


16S 1729921 1730016 1 96 gi 


16S 1731434 1731529 1 96 gi 


Mycobacterium. 


16S 1734483 1734562 4 83 gi 
Firmicutes; Clostridia; 
1813432 1813523 4 95 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
16S 1909198 1909277 4 


eria; 
16S gi 
Petrotoga. 

83 gi 


Firmicutes; 
1924485 1924580 1 


eria; 


16S 96 gi 


Pseudonocardia. 
1950474 1950569 1 


e; 


16S 96 gi 


e; Pseudonocardia. 

16S 2052752 2052847 1 96 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


16S 2090843 2090938 1 96 


gi 


Mycobacterium. 

16S 2112235 21123301 
6482 1 
acteria 
cobacte 
16S 
ATCC 25 
a; Acti 
Mycoba 
16S 2130385 2130480 1 
in ATCC 


96 gi 


a 
rium tuberculosis complex. 

2128907 2129002 1 96 gi 
420 16S ribosomal RNA, partial 


96 gi 


Mycobacterium. 
16S 2131890 2131985 1 
ATCC 27282 16S 
a; Acti 
Mycobacterium. 
6S 2133393 2133488 1 
ATCC 35087 16S 
a; Acti 
Mycobacterium. 
6S 2134907 2135002 1 
16S ribosomal 
acteria 
cobacterium tuberculosis complex. 

6S 2136424 2136519 1 96 gi 
16S ribosomal RNA, partial sequence 


96 gi 
ribosomal RNA, partial 


96 gi 
ribosomal RNA, partial 


96 gi 
RNA, partial sequence 


2148459 21485541 
6S ribosomal RNA, 


96 gi 


2165099 2165194 1 96 gi 


, 
2218137 2218232 1 96 gi 
5 16S ribosomal RNA, partial sequence 


2289872 2289951 4 83 gi 


n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


in Mz 5 16S ribosomal RNA, partial seq 


Clostrid 


in CCUG 43001 16S ribosomal RNA, parti 
Lactobacillales; Aer 


n LM 157 16S ribosomal RNA, partial se 


ria; Actinobacteria; Actinobacteridae; 


in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 


rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 


6S ribosomal RNA, partial seque 


Actinobacteridae; Actinomycet 


nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium tubercul 


19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


nobacteria; Actinobacteridae; Act 


nobacteria; Actinobacteridae; Act 


; Actinobacteridae; Actinomycet 


cteridae; Actinomycetales; Cory 


219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 
219878387 
sequence 


219878385 

uence 

iales; 
219878327 


1812567 18140 


219878257 
al 
oc 
219878245 
quence 


219878228 
equence 


v 


219878157 
sequence 
Ac 


219878129 
1 
ae 


v 


219857660 
nce 
ales; 


219857649 
sequence 


os 
219857648 
al 


, 


219857647 
sequence 


219857646 
sequence 


219857645 


ales; 


219857644 
ne 


219857636 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Cory 


ne 


219857625 


6S ribosomal RNA, partial sequence 2164214 21657 
Actinomycetales; Cory 


ne 
219857587 


ne 
219857539 


bacterin 


Actinomyc 


Lac 


sequenc 


occaceae 


Actinomyc 


Actinomy 


tinomyce 


sequence 
Actino: 


21113 
Cory 


inomycet 
is compl 


sequenc 
Actinomy 


inomycet 


inomycet 


21340 
Cory 


21355 
bacterin 


bacterin 


bacterin 


22172 
bacterin 


ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacter 
ref|NR_025526.1 

1730570 173206 
etales; Coryneb 


ref|NR_025524.1 
1733638 173507 
hnospiraceae; Ps 
ref |NR_025466.1 


ref |NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025384.1 

1923611 192512 
etales; Pseudono 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


ref|NR_025268.1 
2089993 209143 
mycetales; Coryn 


ref|NR_025249.1 
81 2112761 Mycoba 
nebacterineae; 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref |NR_0252 
e 2129523 21309 
cetales; Coryne 


v 


3 fist 
8 
b 


36.1 
8 


ref |NR_0252 
2131039 21324 
ales; Corynebac 


v 


ref |NR_0252 
2132540 21339 
ales; Corynebac 


’ 


35.1 
8 


ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 


i 


a 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Aerococcus 
6 Aerococcus 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Mycobacterium 
cterium pinnipedii 


Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Lachnobacterium bovis 


ref|NR_025127.1 


strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 


13202 


alkaliphilus stra 
Bacteria; 


13202 


strain FI-13295 1 


13202 


strain Z-2189 16S 
Firmicutes; 


13202 


johannae strain C 
johannae Bacteria 
Gluconacetobacter. 


13202 


meridiei strain S 
Bacteria; 


13202 


methoxybenzovoran 
methoxybenzovoran 


13202 


strain DSM 43194 


13202 


taberi strain DSM 
Bacteria; Actinob 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


2313995 2314074 4 


in T8 16S ribosomal RNA, partial sequence 
Salinicoccus. 


Bacillales; 
2327664 2327759 1 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


2467272 2467351 4 


ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
2509395 2509486 4 


FN-Cf£55 16S ribosomal RNA, partial sequence 
; Proteobacteria; Alphaproteobacteria; 


2548277 2548372 4 


10 16S ribosomal RNA, partial sequence 
Firmicutes; 


Clostridia; 
2572744 2572823 4 


s strain SR3 16S ribosomal RNA, partial 
s Bacteria; 


Firmicutes; 
2611253 2611348 1 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


2667429 2667524 1 


43856 16S ribosomal RNA, partial sequence 26665 
acteria; Actinobacteridae; Actinomycetales; 


83 gi|219857405 
2466381 24678 
Clostridiaceae; Clostridiu 
95 gi| 219857371 
Rhodospir 

99 gi| 219857345 
25473 

Clostridiales; Peptococcaceae; 
83 gi| 219857286 
sequence 
Clostridia; Clostridiale 
96 gi| 219857258 


83 219857520 


23131 


gi 


96 gi| 219857511 


96 gi|219857212 


Pseu 


ref |NR_025108.1 
25 2314583 Salini 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref |NR_024993.1 


m. 
ref|NR_024959.1 

2508571 251001 
illales; Acetoba 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref|NR_024917.1 

2571864 257337 
Clostridiacea 
NR_024889.1 


S; 
ref 


eae; Pseudonocar 
ref|NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


Salinicoccus 
coccus alkaliphilus 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Clostridium 
7 Clostridium 
e; Clostridium. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Saccharopolyspora 

ropolyspora taberi 

seudonocardiaceae; 


Saccharopolyspora. 
Bacteria_16S 


13202 
spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 
13202 
oxidotolerans str 
oxidotolerans Bac 


Bacteria_16S 


2668944 2669039 1 96 gi 


e; Saccharopolyspora. 


2706578 2706657 4 83 gi 


teria; Firmicutes; Bacillales; 


M 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


ain T-2-2 16S ribosomal RNA, partial sequence 
Bacillales Family 


13202 


strain AAO8 16S r 


Bacteria_16S 


2709539 2709630 4 


95 


ibosomal RNA, partial sequence 


gi 


2708714 27 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 


lithotrophicum st 
lithotrophicum Ba 


13202 


Bacteria_16S 


Bacteria_16S 


2721559 2721618 2 


2761902 2761993 4 


61 


95 


gi 


rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteobacteria; 


gi 


219857211 


219857184 


219857182 
101 
Acetobacte 
219857174 
sequence 
s 
219857145 


NR_024839.1| Saccharopolyspora 
2668117 2669581 Saccharopolyspora 
es; Pseudonocardineae; 


ref|NR_024812.1| Exiguobacterium 
2705678 2707191 Exiguobacterium 
XII. Incertae Sedis; Exiguobacterium. 


strain Yo-3 16S ribosomal RNA, partial sequence 


2761077 27624 


ref|NR_024810.1 


raceae; Asaia. 
ref |NR_024802.1 

2720705 272211 
ulfurovum. 
ref|NR_024773.1 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Sulfurovum 
0 Sulfurovum 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 
strain B3-1 16S r 
Proteobacteria; G 
13202 
strain 71 16S rib 


Bacteria_16S 


2783025 2783108 1 84 
ibosomal RNA, partial sequence 


gi 


2825189 2825280 4 
osomal RNA, partial sequence 


95 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 
vitulinus strain 
vitulinus Bacteri 
13202 
pasteuri strain A 
pasteuri Bacteria 
13202 
lugdunensis strai 
lugdunensis Bacte 
13202 
strain ATCC 43959 


Bacteria_16S 
Bacteria_16S 
TCC51129 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


2908103 2908182 4 83 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; 
2909649 2909728 4 83 gi 
; Firmicutes; Bacillales; 
2911193 2911272 4 

n ATCC 4 
ria; Firmicutes; Bacillales; Staphyloc 
2912735 2912814 4 83 gi 
16S ribosomal RNA, partial sequence 


Staphylococc 
83 gi 


2782197 27836 
ammaproteobacteria; Thiotrichales; Thiotrichacea 
Bacteria_16S 
2824364 28257 


Staphylococcus. 


3809 16S ribosomal RNA, partial 


Acetobacte 
219857128 


219856907 


Acetobacte 
219856851 
sequence 


219856850 


us. 
219856849 
sequence 
occus. 
219856848 
29118 


raceae; Kozakia. 
ref|NR_024756.1| Thiothrix disciformis 
12 Thiothrix disciformis Bacteria; 


Bacteria; 


13202 


delphini strain ATCC 4917 
delphini Bacteria; 


13202 


strain ATCC 35538 
Bacteria; 


13202 


arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 
arlettae Bacteria; 


13202 


multivorum strain AIU 301 16S ribosomal RNA, 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


16S rib 
Firmicutes; 


Firmicutes; 


Bacillales; 
2914279 2914358 4 


Bacillales; 
2915822 2915901 4 


Bacillales; 
2917364 2917443 4 


Bacillales; 
2936886 2936977 4 


Staphylococcus. 


1 16S ribosomal RNA, partial sequence 
Firmicutes; 


osomal RNA, partial sequence 
Staphylococcus. 


83 gi| 219856847 
Staphylococcus. 

83 gi| 219856846 
29149 
83 


gi| 219856845 


Staphylococcus. 


2916456 291794 


95 gi| 219856832 
complete sequence 


e; Thiothrix. 

ref|NR_024728.1| Asaia bogorensis 

74 Asaia bogorensis Bacteria; 

raceae; Asaia. 

ref|NR_024670.1| Staphylococcus 
2907194 2908690 Staphylococcus 

ref|NR_024669.1| Staphylococcus 
2908741 2910234 Staphylococcus 

ref|NR_024668.1| Staphylococcus 
2910285 2911776 Staphylococcus 

ref|NR_024667.1| Staphylococcus kloosii 

27 2913320 Staphylococcus kloosii 

ref|NR_024666.1| Staphylococcus 
2913371 2914863 Staphylococcus 

ref|NR_024665.1| Staphylococcus caprae 

14 2916405 Staphylococcus caprae 

ref|NR_024664.1| Staphylococcus 


9 Staphylococcus 


ref|NR_024651.1 
2936039 293748 


Acidiphilium 
9 Acidiphilium 


multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 


13202 


cyanogriseus stra 
cyanogriseus Bact 


Bacteria_16S 


Pseudonocardiaceae; 


13202 


thiosulfatigenes 
thiosulfatigenes 


13202 


strain 7 16S ribo 
Clostridia; 


13202 


balaenopterae str 
balaenopterae Bac 


13202 


617-93 16S riboso 


Bacteria_16S 
Bacteria_16S 
Clost 


Bacteria_16S 


Bacteria_16S 


ridiales; 


teria; 


2938388 2938483 1 


Actinoalloteichus. 

3027922 3028001 4 
Firmicutes; 
3032507 3032586 4 
3090026 3090105 4 


Firmicutes; 
3140939 3141018 4 


mal RNA, partial sequence 


96 gi 


in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


83 gi 


strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; 


Clostridia; 


83 gi 


83 gi 


ain M1975/96/1 16S ribosomal RNA, partia 
Lactobacillales; 


83 gi 
3140051 31 


Clos 


Clostridium. 


Ca 


219856831 
1 


219846905 
ia 
tridiales; 
219846901 


somal RNA, partial sequence 3031628 3033115 Clost 
Clostridiaceae; 


219846862 


rnobacteri 
219846828 
41558 Gemel 


sequence 
Actinomyceta 


.s sequence 3027026 30285 


1 sequence 3089141 30905 


ref|NR_024650.1| Actinoalloteichus 
2937540 2939007 Actinoalloteichus 
les; Pseudonocardineae; 


NR_026497.1 
3 

Peptococcaceae; 
ref|NR_026493.1 


ridium indolis B 


ref Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Clostridium indolis 

acteria; Firmicutes; 

ref|NR_026454.1| Granulicatella 

23 Granulicatella 

aceae; Granulicatella. 

ref|NR_026420.1| Gemella bergeri strain 

la bergeri Bacteria; Firmicutes; 


Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

13202 Bacteria_16S 3142498 3142577 4 83 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

13202 Bacteria_16S 3157834 3157913 4 83 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

13202 Bacteria_16S 3297231 3297310 4 83 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

13202 Bacteria_16S 3298757 3298836 4 83 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

13202 Bacteria_16S 3301798 3301877 4 83 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 

13202 Bacteria_16S 3303371 3303450 4 83 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 


strain DSM 5351 1 


6S 


ribosomal RNA, 


Firmicutes; 


Bacil 


lales; Salinicoccus. 


complete sequence 3302462 33040 


04 Salinicoccus roseus Bacteria; 


13202 Bacteria_16S 3492587 3492682 1 96 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

13202 Bacteria_16S 3497052 3497147 1 96 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

13202 Bacteria_16S 3524303 3524398 1 96 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

13202 Bacteria_16S 3555029 3555120 4 95 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

13202 Bacteria_16S 3571723 3571818 1 96 gi|219846528|ref|NR_026120.1| Turicella otitidis 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 3572303 Turicella otitidis Bacteria; 
Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

13202 Bacteria_16S 3596111 3596190 4 83 gi|219846511|ref|NR_026103.1] Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 3599192 3599271 4 83 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 3608364 3608459 1 96 gi|219846500|ref|NR_026092.1| Mycobacterium 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

13202 Bacteria_16S 3636867 3636962 1 96 gi| 219846481 |ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

13202 Bacteria_16S 3664460 3664555 1 96 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

13202 Bacteria_16S 3721807 3721902 1 96 gi|219846420|ref|NR_026011.1| Mycobacterium 


hassiacum strain 3849 16S ribosomal RNA, partial sequence 


3720952 3722442 Mycobacterium hassiacum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
13202 
fibrisolvens stra 


Bacteria_16S 


3763474 3763553 4 


83 gi 


219846390 


ref |NR_025981.1 


7 


in ATCC 19171 16S ribosomal RNA, partial 


sequence 3762598 37640 


fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnos 

13202 Bacteria_16S 3845116 3845195 4 83 gi|219846332|ref|NR_025922.1 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 38456 

Firmicutes; Bacillales; Staphylococcus. 

13202 Bacteria_16S 3872342 3872421 4 83 gi|219846314|ref|NR_025904.1 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 38729 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

13202 Bacteria_16S 3873929 3874008 4 83 gi| 219846313 |ref|NR_025903.1 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

13202 Bacteria_16S 3932281 3932360 4 83 gi|219846272|ref|NR_025862.1 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 393277 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella 
13202 Bacteria_16S 3942351 3942442 4 95 gi|219846264|ref|NR_025854.1 


strain OP 16S rib 


osomal RNA, partial sequence 


3941522 39429 
Acetobacterace 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 


organovorum strai 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


strain PW2 16S ri 


3943812 3943903 4 


3945271 3945362 4 


bosomal RNA, partial sequence 


95 gi 


n TFC 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


95 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 
strain Lhet2 16S 


Bacteria_16S 


3946732 3946823 4 95 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 


Bacteria_16S 
strain KLB 16S ribosomal RNA, partial sequence 


3948197 3948288 4 95 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 


Bacteria_16S 
strain 101 16S ribosomal RNA, partial sequence 


3949653 3949744 4 95 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 


Bacteria_16S 


3957158 3957245 4 91 gi 


219846263 


219846262 


3944448 39458 
Acetobacteraceae; 


219846261 


3945905 39473 


219846260 


3947368 39487 


219846259 


3948831 39502 
Acetobacteraceae; 


219846254 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 39562 


Bacteria; Aquific 
13202 
cosmeticum strain 


4039307 4039402 1 96 gi 


cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
13202 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 
13202 
thermautotrophica 
thermautotrophica 
Sedis; 
13202 
hispanicus strain 


hispanicus Bacteria; 
Bacteria_16S 
strain M175 16S ribosomal RNA, partial sequence 


13202 


Bacteria_16S 
strain HSC68 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Mycobacterium. 


4073959 4074054 1 96 gi 


Mycobacterium. 
4207971 4208061 4 94 gi 
strain 41 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; 


Carboxydocella. 
Bacteria_16S 

DSM 5352 16S ribosomal RNA, partial sequence 
Salinicoccus. 


4224767 4224846 4 83 gi 


Firmicutes; Bacillales; 


4233814 4233909 1 96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


13202 


Firmicutes; 
13202 


Bacteria_16S 
strain L532 16S ribosomal RNA, partial sequence 
Lactobacillales; 
Bacteria_16S 


17397 17487 4 94 gi 


Lactobac 
gi 


Lactobacillaceae; 


23557 23647 4 94 


16478 


ae; Aquificales; Aquificaceae; Hydrogenobaculum. 
Bacteria_16S 


219846197 


LTA-388 16S ribosomal RNA, partial sequence 


219846170 


219846070 
sequence 


Clostridiales; 


219846055 


219846046 


4232932 42344 
nebacterineae; 


265679052 
18031 
illus. 
265679048 


orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 


Bacteria; 
13202 


Firmicutes; 
Bacteria_16S 


Clostridia; 
29680 


Clostridiales; 


29770 4 94 gi 


Clostridiaceae; 


265679044 


amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 


amylolyticus Bacteria; 
Bacteria_16S 


13202 
strain N. Pfennig 
Bacteria; 
13202 


Firmicutes; 
56943 57025 


Lactobacillales; 
2 84 


Lac 
gi 


58444 58526 2 84 gi 


2611 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromati 
Bacteria_16S 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 


265679026 
56079 
ales; 
265679025 
57580 


39429 


ref 


Acet 
ref 


34 Acidiphilium 


85 3944397 Acidip 


ae; Acidiphi 
NR_025853.1 


obacteraceae 
NR_025852.1 


Actinomycetales; 


sequence 
Actinomycetales; 


tobacillaceae; 


Chromatiaceae; 


Acidocel 


ref |NR_025851.1 


ref|NR_025850.1 
80 Acidiphilium 
ref|NR_025849.1 
Acidocel 


ref |NR_025844.1 
75 3957710 Hydrog 


ref|NR_025787.1 
4038441 403994 
Corynebac 


ref|NR_025760.1 
4073095 407456 
Cor 


ref|NR_025660.1 
4207086 420854 
Clostridiales 


ref|NR_025645.1 
4223876 422538 


ref|NR_025636.1 
22 Mycobacterium 
Mycobacteri 
ref|NR_029360.1 

Lactobacillus 


ref|NR_029356.1 
24226 Clostr 
Clostridium. 
ref |NR_029352.1 
28769 30312 
Lactobacill 
ref |NR_029334.1 
57529 Thiocy 
Thioc 


Butyrivibrio 
4 Butyrivibrio 


piraceae; Butyrivibrio. 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Granulicatella 
8 Granulicatella 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
; Acidiphilium. 

Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium cryptum 


17 Acidiphilium cryptum Bacteria; 
Acetobacteraceae; Acidiphi 


lium. 
Acidiphilium angustum 


angustum Bacteria; 
Acetobacteraceae; Acidiphi 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Hydrogenobaculum 
enobaculum acidophilum 


Mycobacterium 
7 Mycobacterium 
terineae; 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Salinicoccus 
3 Salinicoccus 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Lactobacillus perolens 
perolens Bacteria; 


Clostridium 
idium orbiscindens 


Lactobacillus 
Lactobacillus 

us. 

Thiocystis gelatinosa 
stis gelatinosa 

ystis. 


ref |NR_029333.1 
59029 Thiocy 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 


Thiocystis violacea 
stis violacea Bacteria; 


13202 


succinivorans Bac 
13202 
strain 58/1971 16 
Firmicutes; Bacil 
13202 
strain SL-4 16S r 
Firmicutes; Bacil 
13202 
thermoamylovorans 
thermoamylovorans 
13202 
strain 124-2 16S 


Firmicutes; Lacto 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


13202 


70530 70620 4 94 gi| 265679017 |ref|NR_029325.1 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 T1125 
teria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; S 

80898 80988 4 94 gi|265679010|ref|NR_029318.1 
S ribosomal RNA, partial sequence 80045 81448 
lales; Listeriaceae; Listeria. 

100756 100846 4 94 gi|265678996|ref|NR_029304.1 
ibosomal RNA, complete sequence 99832 101390 Halobacillus 
lales; Bacillaceae; Halobacillus. 

321600 321690 4 94 gi| 265678846 |ref|NR_029151.1 
strain DKP 16S ribosomal RNA, partial sequence 320691 322234 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

344810 344900 4 94 gi| 265678828 |ref|NR_029133.1 
ribosomal RNA, partial sequence 343905 345423 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

346370 346460 4 94 gi| 265678827 |ref|NR_029132.1 


strain 39 16S rib 
Firmicutes; 


13202 


borstelensis stra 
borstelensis Bact 


13202 


strain B7-43 16S 


13202 


delbrueckii subsp. 


13202 


multivorans strai 
Bacteria; 


13202 


saerimneri strain 
saerimneri Bacter 


13202 


gastricus strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


gastricus Bacteria; 


13202 


kalixensis strain 
kalixensis Bacter 


13202 


oligofermentans s 
oligofermentans B 


13202 


phoeniculicola st 
phoeniculicola Ba 


13202 


parakefiri strain 
parakefiri Bacter 


13202 


halichoeri strain 
halichoeri Bacter 


13202 


coryniformis subs 


Lactobacillaceae; 


13202 


strain Tf 16S rib 
Firmicutes; 


13202 


devriesei strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


eria; 


Firmicutes; Bacillales; 


Firmicutes; 


ia; 


ia; 


acteria; 


cteria; 


Firmicutes; 


ia; 


ia; Firmicutes; 


osomal RNA, partial sequence 
Paenibacillaceae; 


347839 347929 4 
Firmicutes; 


362610 362700 4 


380639 380729 4 


395948 396038 4 


411438 411528 4 


413038 413128 4 


Kx156A7 16S ribosomal RNA, 
Firmicutes; 


414642 414732 4 


Kx127A2 16S ribosomal RNA, 
Firmicutes; 


456292 456382 4 


Firmicutes; 
474494 474584 4 


Firmicutes; 
476031 476121 4 


497499 497589 4 


508339 508429 4 


94 


94 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


94 


94 


Bacillaceae; 


94 


94 


Lactobacillales; 


94 


345474 34689 


Brevibacillus. 


gi 


in Logan B4029 16S ribosomal RNA, part 
Bacillales; 


gi 
36 


gi 


indicus strain NCC725 16S ribosomal 
Lactobacillus delbrueckii subsp. 
Lactobacillus. 


indicus Bacteria; 


gi 


gi 


gi 


gi 


Lacto 


265678826 


265678813 


1716 36321 


265678801 


265678791 


n 28-1 16S ribosomal RNA, partial sequence 39505 
Tenuibacillus. 


265678780 


GDA154 16S ribosomal RNA, partial sequence 
Lactobacillales; 


265678779 


complete sequence 
Lactob 


265678778 


complete sequence 


Lactobacillales; 


94 


94 


94 


94 


94 


gi 


gi 


rain JLB-1 16S ribosomal RNA, partial 
Lactobacillales; 


gi 


gi 


M512/02/1 16S ribosomal RNA, partial 
Lactobacillales; 


gi 


p. torquens strain 30 16S ribosomal RNA, 


Lacto 


E 


Lacto 


265678747 


train 2-4 16S ribosomal RNA, partial sequence 
Lactobacillales; 


265678735 
sequence 


265678734 


GCL 1731 16S ribosomal RNA, partial sequence 
Lactobacillales; 


265678720 
sequence 


265678713 


ial sequen 
Paenibacillaceae; 


acillaceae; 


ref 


ref 


ref 


RNA, partial s 
Firmicutes; 


ref 


ref 


rs 


ref 


La 


ref 


ref 


ref 


ref 


bacillaceae; L 


ref 


ref 


complete se 


2 Brevibacillus 


ce 346943 348361 
Brevibacillus. 


3 Desulfovibrio 
Desulfovibri 


0 396528 Tenuib 


10506 412073 
bacillaceae; L 


412124 413673 


413724 415278 
bacillaceae; L 


455417 456926 
Streptococcace 


473588 475066 
nterococcaceae 


475117 476512 
actobacillus. 


496622 498127 
Streptococcaceae; S 


NR_029131.1 


NR_029118.1 


onaceae; Des 
NR_029106.1 
equence 


NR_029096.1 


NR_029085.1 


actobacillu 
NR_029084.1 


ctobacillus. 
NR_029083.1 


actobacillus 
NR_029052.1 


ae; Streptoc 
NR_029040.1 


; Enterococc 
NR_029039.1 
NR_029025.1 
treptococcus 


NR_029018.1 
quence 


n 


Lactobacillales; 


Schwartzia 
Schwartzia 


chwartzia. 


Listeria innocua 


Listeria innocua Bacteria; 


Halobacillus litoralis 


litoralis Bacteria; 


Bacillus 
Bacillus 


Lactobacillus pentosus 
pentosus Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Desulfovibrio putealis 
putealis Bacteria; 


ulfovibrio. 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Tenuibacillus 


acillus multivorans 


Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 


Streptococcus 
Streptococcus 


occus. 


Enterococcus 
Enterococcus 


us. 


Lactobacillus 
Lactobacillus 


Streptococcus 
Streptococcus 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Bacteria_16S 


Bacteria_16S 


devriesei Bacteria; 


13202 


contaminans strai 
contaminans Bacte 


13202 


strain IDA1967 16 
Firmicutes; 


13202 


strain TMAO3 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial 
Bacillales; 


Firmicutes; 


ria; 


Bacillales; 


Lactobacillus. 


511297 511387 4 


Bacillaceae; 
512843 512933 4 


526512 526602 4 


532568 532658 4 


Bacillaceae; 
549405 549495 4 


Clostridiales; Veillonellaceae; 


sequence 
Geobacillus. 


Bacillales; 


94 


94 


94 


gi 


265678711 


510382 51190 


gi 


CCUG 47156 16S ribosomal RNA, partial 
Lactobacillales; 


265678710 
sequence 


ref 


ref 


Streptococcaceae; St 


gi 


265678701 


n R-16222 16S ribosomal RNA, partial sequence 
Firmicutes; 


ref 


Bacillaceae; Anoxybacil 


94 


S ribosomal RNA, partial sequence 
Bacillus. 


94 


gi 


gi 


265678697 


531745 53318 


265678686 


ref 


ref 


511957 513395 


525601 527141 


NR_029016.1 


NR_029015.1 


reptococcus. 
NR_029006.1 


lus. 
NR_029002.1 


NR_028991.1 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Streptococcus 
Streptococcus 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Sporomusa aerivorans 


548509 550044 Sporomusa aerivorans Bacteria; 
Sporomusa. 


13202 


versmoldensis str 
versmoldensis Bac 


13202 


Bacteria_1 


psychrophilum str 
psychrophilum Bac 


13202 


mindensis strain 
mindensis Bacteri 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


strain L1-92 16S 
Firmicutes; 


Clost 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


657665 65912 
Anaerostipes. 


6S 551015 551105 4 94 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
ain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
609893 609983 4 94 gi|265678645|ref|NR_028950.1| Planomicrobium 
ain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
teria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
611440 611530 4 94 gi|265678644|ref|NR_028949.1| Lactobacillus 
TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
658523 658601 4 82 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 


0 Anaerostipes caccae Bacteria; 


13202 Bacteria_16S 664575 664665 4 94 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

13202 Bacteria_16S 703851 703933 2 84 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 


strain ThSch 12 1 
Proteobacteria; 


13202 


strain 111-35 16S 
Firmicutes; 


13202 


silvestris strain 
silvestris Bacter 


13202 


6611 16S ribosoma 
Gammaproteobacter 


13202 


Bacteria_16S 
Clost 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ia; 


ia; 


706657 706735 4 


731199 731289 4 


732762 732844 2 


1 RNA, partial sequence 
Chromatiales; 


734185 734267 2 


Bacillales; 


82 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


94 


84 


Chromatiaceae; 


84 


6S ribosomal RNA, partial sequence 702960 70436 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


HR3-23 16S ribosomal RNA, partial sequence 
Firmicutes; 


5 Lamprocystis 
Lamprocystis. 


halophila strain 


4270 16S ribosomal RNA, partial sequence 


73331 


9 734742 Thioh 


a 


purpurea Bacteria; 


gi|265678578|ref|NR_028883.1| Dorea longicatena 
705889 707204 Dorea longicatena Bacteria; 
Dorea. 
gi|265678561|ref|NR_028865.1| Solibacillus 
730321 731827 Solibacillus 

Planococcaceae; Solibacillus. 

gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 

Thiocapsa. 
gi| 265678559 |ref|NR_028863.1| Thiohalocapsa 


locapsa halophila 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 

13202 Bacteria_16S 754579 754669 4 94 gi|265678543|ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
13202 Bacteria_16S 765297 765387 4 94 gi| 265678536 |ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

13202 Bacteria_16S 768278 768360 2 84 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

13202 Bacteria_16S 776097 776187 4 94 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

13202 Bacteria_16S 792972 793062 4 94 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

13202 Bacteria_16S 802200 802290 4 94 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

13202 Bacteria_16S 808335 808425 4 94 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 


Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

13202 Bacteria_16S 828132 828222 4 94 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

13202 Bacteria_16S 829708 829798 4 94 gi| 265678493 |ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

13202 Bacteria_16S 832798 832888 4 94 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

13202 Bacteria_16S 846445 846523 4 82 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 850754 850844 4 94 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 


Firmicutes; Clost 
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94 
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Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
13202 Bacteria_16S 933357 933447 4 94 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

13202 Bacteria_16S 958162 958252 4 94 gi| 265678406 |ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

13202 Bacteria_16S 962794 962884 4 94 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

13202 Bacteria_16S 993527 993617 4 94 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 


13202 Bacteria_16S 1020895 1020985 4 94 
strain SK3 16S ribosomal RNA, complete sequence 
Firmicutes; Lactobacillales; Streptococcaceae; 
13202 Bacteria_16S 1022448 1022538 4 94 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; 
13202 Bacteria_16S 1024019 1024109 4 94 gi| 265678362 
strain NS51 16S ribosomal RNA, complete sequence 1023111 10246 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
13202 Bacteria_16S 1033086 1033176 4 94 gi| 265678356 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

13202 Bacteria_16S 1055950 1056040 4 94 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 


gi| 265678364 

1019984 10214 
Streptococcus. 

gi| 265678363 


ref|NR_028666.1 
95 Streptococcus 


Streptococcus gordonii 
gordonii Bacteria; 


ref|NR_028665.1] Streptococcus 

1021546 1023060 Streptococcus 
Streptococcus. 
ref |NR_028664.1 
30 Streptococcus 


Streptococcus mitis 
mitis Bacteria; 


ref |NR_028658.1| Lactobacillus 
1032165 1033720 Lactobacillus 


13202 Bacteria_16S 1063588 1063678 4 94 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

13202 Bacteria_16S 1075473 1075567 1 95 gi| 265678327 |ref|NR_028629.1| Rhodococcus 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

13202 Bacteria_16S 1081367 1081457 4 94 
strain NAF0O01 16S ribosomal RNA, partial sequence 


gi|265678322 
1080469 10819 


ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 1082894 1082984 4 94 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

13202 Bacteria_16S 1092089 1092179 4 94 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 


strain M 6 AY 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Lactobacillaceae; 
13202 Bacteria_16S 1117759 1117849 4 94 gi| 265678297 
strain I-273 16S ribosomal RNA, partial sequence 1116890 11182 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
13202 Bacteria_16S 1123873 1123963 4 94 gi| 224581425 
strain Kx146A4 16S ribosomal RNA, partial sequence 112294411244 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
13202 Bacteria_16S 1164635 1164725 4 94 gi| 228720667 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 11652 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
13202 Bacteria_16S 1181322 1181412 1 91 gi| 228717635 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 11819 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; 
13202 Bacteria_16S 1207067 1207157 4 94 gi|228715354|ref|NR_027526.1| Catenibacterium 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Catenibacterium mitsuokai DSM 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 
13202 Bacteria_16S 1225057 1225147 4 94 gi|219878314|ref|NR_025453.1| Streptococcus 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

13202 Bacteria_16S 1237263 1237341 4 82 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

13202 Bacteria_16S 1255233 1255323 4 94 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
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Lactobacillus. 


88 Lactobacillus algidus Bacteria; 


ref|NR_028598.1 
82 Streptococcus 


Streptococcus pyogenes 
pyogenes Bacteria; 


ref|NR_027206.1 
63 Lactobacillus 


Lactobacillus antri 
antri Bacteria; 


ref|NR_027596.1| Mitsuokella multacida 
49 Mitsuokella multacida DSM 20544 
Mitsuokella. 
ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 
Victivallis. 


13202 Bacteria_16S 1259733 1259823 4 94 gi|219846811|ref|NR_026403.1| Deinococcus 

radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 

19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

13202 Bacteria_16S 1309411 1309493 2 84 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 

subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 

facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 

Hyphomicrobium. 

13202 Bacteria_16S 1310884 1310966 2 84 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 

subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 

facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 

Hyphomicrobium. 

13202 Bacteria_16S 1315555 1315645 4 94 gi|228716557|ref|NR_027552.1| Bacillus subtilis 

subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 

subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 1323292 1323382 4 94 gi|228715345|ref|NR_027517.1| Streptococcus 

dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 

Streptococcaceae; Streptococcus. 

13202 Bacteria_16S 1327905 1327995 4 94 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 

subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 

sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

13202 Bacteria_16S 1341584 1341674 4 94 gi|228721140|ref|NR_027603.1| Desulfitobacterium 

hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 

DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

13202 Bacteria_16S 1409405 1409483 4 82 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 

strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 1410904 1410994 4 94 gi|224581432|ref|NR_027214.1| Streptococcus 

pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 

pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

13202 Bacteria_16S 1420006 1420096 4 94 gi|224581445|ref|NR_027227.1| Bacillus infernus 

strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 1441682 1441772 4 94 gi|224581427|ref|NR_027209.1| Filobacillus 

milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

13202 Bacteria_16S 1477891 1477981 4 94 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 

strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

13202 Bacteria_16S 1499139 1499217 4 82 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 

51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

13202 Bacteria_16S 1509590 1509680 4 94 gi|219846290|ref|NR_025880.1| Lactobacillus 

paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 

paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

13202 Bacteria_16S 1514038 1514128 4 94 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 

strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 1518509 1518587 4 82 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 

strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

13202 Bacteria_16S 1520021 1520099 4 82 gi|219857617|ref|NR_025206.1| Hespellia porcina 
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Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

13202 Bacteria_16S 1609699 1609789 4 94 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

13202 Bacteria_16S 1635437 1635527 4 94 gi|219878453|ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

13202 Bacteria_16S 1636899 1636989 4 94 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
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ain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
teria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 
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Propionispora 
1 Propionispora 
ionispora. 


ref|NR_025417.1 


Sporomusa sphaeroides 


strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; Veillonellaceae; 


Sporomusa 


13202 


strain DSM 5090 1 
Firmicutes; 


13202 


strain DSM 3132 1 
Firmicutes; 


13202 


strain DSM 11713 
Firmicutes; 


13202 


psychrotolerans s 
psychrotolerans B 


13202 


Bacteria; 


13202 


strain DSM 12654 
Firmicutes; 


13202 


strain L1/68 16S 
Proteobacteria; 


13202 


strain LMG 
Firmicutes; 


13202 


strain TMW 
Bacteria; 


13202 


strain LMG 
Firmicutes; 


13202 


strain m2661/98/1 
Firmicutes; 


13202 


strain 581 
Firmicutes; 


13202 


hesperidum strain 
Bacteria; 


13202 


strain LMG 12370 
Firmicutes; 


13202 


burkinensis strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


18435 


Bacteria_16S 
1.666 
Firmicutes; 
Bacteria_16S 

17489 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


burkinensis Bacteria; 


13202 


roseopersicina st 
roseopersicina Ba 


13202 


xylanilyticus str 
xylanilyticus Bac 


13202 


johnsonii strain 
johnsonii Bacteria; 


13202 


strain TF-9 16S r 
Firmicutes; 


13202 


strain HSL-3 16S 
Firmicutes; 


13202 


strain TF-12 16S 
Firmicutes; 


13202 


strain TF-11 16S 
Firmicutes; 


13202 


fermentum strain 
Bacteria; 


13202 


strain Z-7792 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


acteria; 


Bacillales; 


16S ribosomal RNA, 


Bacillales; 


ain XE 16S ribosomal RNA, 
teria; 


Firmicutes; 


ribosomal RNA, 
Bacillales; 


ribosomal RNA, 
Bacillales; 


ribosomal RNA, 
Bacillales; 


Z-7984 


1883666 1883756 4 


1885246 1885336 4 


1891401 1891491 4 


Bacillaceae; Bacillus. 
1892922 1893012 4 


Firmicutes; 
1904888 1904970 2 
1912212 1912302 4 

Planococcaceae; 
1927588 1927666 4 
1941188 1941278 4 


Bacillaceae; Bacillus. 
1944330 1944420 4 


Lactobacillales; 
1945897 1945987 4 


Bacillaceae; Bacillus. 
1961063 1961153 4 9 


16S ribosomal RNA, partial sequence 
Lactobacillales; 


Enterococcaceae; 


2038695 2038785 4 9 


2049644 2049734 4 9 


n DSM 6283 16S ribosomal RNA, partial 


Firmicutes; Clostridia; 
2061909 2061991 2 8 


rain DSM 229 16S ribosomal RNA, partial 
cteria; 


Proteobacteria; 
2071048 2071138 4 9 


Firmicutes; Bacillales 
2083377 2083467 4 9 


ATCC 33200 16S ribosomal RNA, partial 
Lactobacillales; 


2115230 2115320 4 9 


ibosomal RNA, partial sequenc 
Bacillales; 


Planococcaceae; Planoc 
2119838 2119928 4 9 


Bacillaceae; Halobacil 
2124333 2124423 4 9 
partial sequen 
Bacillaceae; Bacillus. 
2125889 2125979 4 9 
partial sequen 
Bacillaceae; Bacillus. 
2190997 2191087 4 9 
16S ribosomal RNA, par 
Bacillales; Bacillaceae; 
2192494 2192584 4 9 


94 
6S ribosomal RNA, partial sequence 1882756 18842 
Clostridia; 


94 
train DSM 11706 16S ribosomal RNA, partial seque 
Bacillales; 
84 
limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 
94 
16S ribosomal RNA, partial sequence 1911333 19128 
Ureibacillus. 
82 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 
94 
16S ribosomal RNA, partial sequence 1940300 19418 
Bacillales; 
94 
complete sequence 
Lactobacillaceae; 
94 
16S ribosomal RNA, partial sequence 1945009 19464 
Bacillales; 


Gammaproteobacteria; 


complete sequence 


partial sequence 


gi|219878277 


gi|219878276 


gi|219878270 


gi|219878269 


Bacillaceae; 
gi|219878260 
19040 


gi] 219878255 


gi|219878243 
1926697 19282 


gi|219878234 


219878232 
19433 


gi 
gi|219878231 


219878221 
19601 


4 gi 


Vagococcus. 


1974539 1974629 4 94 gi| 219878212 

16S ribosomal RNA, partial sequence 1973642 19751 
Planococcaceae; Marinibacillus. 

2032544 2032634 4 94 gi| 219878174 


FR-11 16S ribosomal RNA, partial sequence 20316 
Firmicutes; Bacillales; Alicyclobacillaceae; 


4 gi|219878169 


16S ribosomal RNA, partial sequence 2037802 20393 
Bacillales; Bacillaceae; Virgibacillus. 


219878159 
sequence 
Clostridiales; Veil 
4 gi|219878149 
sequence 
Chr 
219878143 


4 gi 


4 gi 


Ba 


Chro: 


Lactobac 


Alicycloba 


ref |NR_025416.1 


ref|NR_025415.1 


ref |NR_025409.1 


ref 
nce 
cillus. 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025394.1 
21 Ureibacillus 


NR_025408.1 
189204 


ref |NR_025382.1 
aceae; Ignatzsch 
ref |NR_025373.1 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025370.1 


ref|NR_025360.1 
67 1961603 Vagoco 


ref|NR_025351.1 


ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025308.1 
07 Virgibacillus 


ref |NR_025298.1 

2048758 205026 
lonellaceae; Ana 
ref |NR_025288.1 
2061023 206241 
omatiales; Chrom 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref |NR_025247.1 


ref|NR_025244.1 
54 Halobacillus 


ref |NR_025241.1 


ref 


NR_025240.1 


ref |NR_025193.1 
08 2191561 Amphib 


; Paenibacillaceae; 
4 gi| 219878134 
sequence 
Lactobacillaceae 
4 gi| 219857658 
e 2114343 21158 
occus. 
4 gi|219857655 
2118933 21204 
lus. 
4 gi| 219857652 
ce 2123444 21249 
4 gi|219857651 
ce 2125001 21265 
4 gi| 219857605 
tial sequence 21901 
Amphibacillus. 
4 gi| 219857604 


Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 
94 
6S ribosomal RNA, partial sequence 1884339 18858 
Clostridia; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 
94 
16S ribosomal RNA, partial sequence 1890504 18919 
Bacillales; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Thioalkalicoccus 

kalicoccus limnaeus 

lkalicoccus. 
Ureibacillus terrenus 


terrenus Bacteria; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Vagococcus fessus 
ccus fessus Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Virgibacillus proomii 
proomii Bacteria; 


Anaeroarcus 

3 Anaeroarcus 

eroarcus. 

Lamprocystis 

5 Lamprocystis 
atiaceae; Lamprocystis. 
Thermobacillus 

8 Thermobacillus 


Lactobacillus 
3 Lactobacillus 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Amphibacillus 
acillus fermentum 


ref |NR_025192.1 


Amphibacillus tropicus 


2191612 2193037 Amphibacillus tropicus Bacteria; 


13202 Bacteria_16S 2197006 2197096 4 94 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

13202 Bacteria_16S 2254634 2254724 4 94 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

13202 Bacteria_16S 2259252 2259342 4 94 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

13202 Bacteria_16S 2267036 2267126 4 94 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 


Firmicutes; 
13202 
strain NRRL B-231 


Bacil 
Bacteria_1l 


lales; 
6S 


Bacillaceae; Geobacillus. 


2285417 2285507 4 94 gi 


54 16S ribosomal RNA, partial sequence 


219857542 


22845 


ref|NR_025130.1 
30 2285939 Bacill 


Bacillus sonorensis 
us sonorensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 2312490 2312580 4 94 gi|219857521|ref|NR_025109.1| Geobacillus 

subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

13202 Bacteria_16S 2326145 2326235 4 94 gi|219857512|ref|NR_025100.1| Clostridium 

stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 

Clostridiaceae; Clostridium. 

13202 Bacteria_16S 2338029 2338119 4 94 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 

strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

13202 Bacteria_16S 2350146 2350228 2 84 gi|219857494|ref|NR_025082.1| Hyphomicrobium 

sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 


Bacteria; Proteo 
13202 
limimaris strain 
Bacteria; Proteo 


13202 


Bacteria_ 


bacteria; Alphaproteobacteria; Rhizobia 
16S 2354719 2354809 1 91 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 


les; 
219857491 
nce 23538 
ob 
219857472 


b 


Hypho: 


acterale 


strain YKJ-10 16S 
Firmicutes; 


13202 


Bacteria_16S 2382084 2382174 4 94 


Bacil 
Bacteria_16S 


lales; 


Bacillaceae; 
2404869 2404959 4 


strain MT-1077 16 


ribosomal RNA, partial sequence 
Bacillus. 


94 


S ribosomal RNA, partial sequence 


gi 


gi 


2381197 23827 


219857457 


2403965 24054 


Firmicutes; 
13202 
didelphis strain 
didelphis Bacteri 
13202 
pyridinivorans st 


pyridinivorans Ba 


Nocardiaceae; Rho 


13202 
Bacteria; Firmicu 
13202 
strain CCUG 43179 
Bacteria; Firmicu 
13202 
olearium strain §S 
Bacteria; Firmicu 
13202 
berrensis strain 
Bacteria; Firmicu 


Lacto 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
koreense strain J 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bacillales; Lactobacillaceae; Lactobac 
2417267 2417357 4 94 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2421880 2421974 1 95 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2444478 2444568 4 94 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2465697 2465787 4 94 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2504810 2504888 4 82 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2507884 2507974 4 94 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 


13202 


Bacteria_16S 


2551280 2551370 4 


94 


gi 


illus. 
219857448 
sequence 
oc 
219857445 
equence 
ae 


, 


219857423 
e 24435 
microbium. 
219857406 
24647 
; Lactobac 
219857379 
25039 
spiraceae; 
219857372 
ce 25070 
idiaceae; 
219857343 


occaceae 


Actino: 


subsp. spizizeni 
subtilis subsp. 
13202 
strain CIP 105259 
Proteobacteria; G 
13202 
acidaminophila st 
acidaminophila Ba 
13202 
aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 
13202 
strain CIP 104883 


s 


i strain NRRL B-23049 16S ribosomal RNA, partial 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


pizizenii Bacteria; Firmicutes; Bacill 
2562051 2562145 2 96 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2566656 2566746 4 94 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2574322 2574412 4 94 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


2583441 2583535 2 96 gi 
16S ribosomal RNA, partial sequence 


ales; Baci 
219857336 
25611 
se 
219857290 
al sequenc 
id 
219857285 
uence 

ia; Desulf 


, 


219857279 


udomonad 


iales; V 


microbiaceae; H 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 


ref|NR_025060.1 


ref|NR_025045.1 
86 Lactobacillus 


ref |NR_025036.1 

2416361 241786 
; Streptococcus. 
ref |NR_025033.1 
2421026 242250 
mycetales; Coryn 


ref|NR_025011.1 
92 2445097 Plano: 


ref|NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024931.1 
sequence 255039 
llaceae; Bacillu 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024916.1 

2573428 257495 
ovibrionales; De 


ref|NR_024910.1 


y. 


phomicrobium. 
Desulfomonile 
omonile limimaris 
Desulfomonile. 
Bacillus jeotgali 


v 


01 Bacillus jeotgali Bacteria; 


Lactobacillus kimchii 
kimchii Bacteria; 


Streptococcus 
5 Streptococcus 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Planomicrobium 


microbium koreense 


Lactobacillus mucosae 
acillus mucosae 


Sporobacterium 
acterium olearium 


Thermohalobacter 

halobacter berrensis 
Bacillus subtilis 

4 2551802 Bacillus 

Ss. 

Pseudomonas mosselii 

monas mosselii Bacteria; 

as. 

Anaeromusa 

8 Anaeromusa 

Anaeromusa. 

Desulfovibrio 

7 Desulfovibrio 

sulfovibrionaceae; 


Pseudomonas monteilii 


2582558 2584074 Pseudomonas monteilii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


13202 
strain ATCC 43186 
Firmicutes; Lacto 
13202 
strain ATCC 51266 
Firmicutes; Lacto 
13202 
strain SMCC W459 
Firmicutes; Clost 


Bacteria_16S 


16S ribosomal RNA, partial sequence 2598095 25994 
ridia; 


bacillales; 
Bacteria_16S 


bacillales; 
Bacteria_16S 


13202 


burkinensis strai 
Bacteria; 


13202 


strain CVL 16S ri 
Proteobacteria; 


13202 


selangorensis str 
selangorensis Bac 


13202 


mcmeekinii strain 
Bacteria; 


13202 


parasanguinis str 
parasanguinis ATC 


13202 


sanguinis strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


sanguinis Bacteria; 


13202 


manihotivorans st 
manihotivorans Ba 


13202 


voinovskiensis st 
voinovskiensis Ba 


13202 


kitasatonis strai 
kitasatonis Bacte 


13202 


strain 15-1 16S r 
Firmicutes; 


13202 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 


13202 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacil 


Bacteria_16S 


Bacteria_16S 


teria; 


Firmicutes; 


cteria; 


ria; 


lales; 


2589698 2589788 4 


2592851 2592941 4 


2598971 2599061 4 
Clostridiales; 
2606625 2606715 4 


2614373 2614463 4 


2617531 2617621 4 


Firmicutes; 
2622083 2622173 4 


Bacillales; 
2664428 2664518 4 
2665990 2666080 4 


Firmicutes; 
2673531 2673621 4 


Firmicutes; 
2697386 2697476 4 


Firmicutes; 
2705025 2705115 4 


Firmicutes; 
2712480 2712570 4 


Bacillaceae; 
2723064 2723154 4 


2729243 2729333 4 


94 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


E 
94 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


E 
94 


Peptococ 
94 


n HDv 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


94 


bosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales; 


94 


ain LMG 17710 16S ribosomal RNA, partial 
Lactobacillales; 


94 


94 


Firmicutes; 


94 


ATCC 10556 16S ribosomal RNA, partial 
Lactobacillales; 


94 


rain OND 32 16S ribosomal RNA, 


cteria; Lactobacillales; 


94 


rain TH13 16S ribosomal RNA, partial sequence 
Bacillales; 


94 


n JCM 1039 16S ribosomal RNA, partial 
Lactobacillales; 


94 


ibosomal RNA, partial sequence 
Bacillus. 


94 


94 


gi|219857275 
nterococcus. 
gi|219857273 


nterococcus. 
gi|219857269 


caceae; 


gi|219857264 


gi| 219857256 


2613469 26150 


gi| 219857254 


S23F2 16S ribosomal RNA, partial sequence 26212 
Planococcaceae; 


ain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 26650 
C 15912 Bacteria; 


25888 


25919 


Desulfotomaculum. 


26057 


Desulfovibrionaceae; 


sequence 2616635 26181 


ref|NR_024906.1| Enterococcus mundtii 
00 2590328 Enterococcus mundtii Bacteria; 


ref|NR_024904.1| Enterococcus dispar 
38 2593451 Enterococcus dispar Bacteria; 


ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 


ref|NR_024895.1| Desulfovibrio 

22 2607261 Desulfovibrio burkinensis 
Desulfovibrionaceae; Desulfovibrio. 
ref|NR_024887.1| Desulfovibrio senezii 
09 Desulfovibrio senezii Bacteria; 
Desulfovibrio. 
NR_024885.1| Paralactobacillus 

29 Paralactobacillus 


ref 


Lactobacillaceae; Paralactobacillus. 
gi|219857251|ref|NR_024881.1| Planomicrobium 
00 2622680 Planomicrobium mcmeekinii 
Planomicrobium. 
gi|219857214|ref|NR_024842.1| Streptococcus 
38 Streptococcus 
Lactobacillales; Streptococcaceae; Streptococcus. 
gi|219857213|ref|NR_024841.1| Streptococcus 


sequence 


gi| 219857207 
complete 


gi|219857190 
Bacillaceae; 

gi| 219857185 
sequence 


gi|219857180 
2711598 27 


219857173 
27 


gi 


gi|219857168 


Streptococcaceae; 
sequence 
Lactobacillaceae; 


Anoxybacillus. 


Lactobacillaceae; 


129 


221 
Alicyclobacillus. 


2665089 266654 
Streptococcus. 
ref |NR_024835.1| Lactobacillus 
2672606 2674164 Lactobacillus 
Lactobacillus. 

NR_024818.1| Anoxybacillus 
01 Anoxybacillus 


8 Streptococcus 


NR_024813.1| Lactobacillus 

2704122 2705627 Lactobacillus 
Lactobacillus. 

ref|NR_024808.1| Bacillus vietnamensis 
85 Bacillus vietnamensis Bacteria; 


ref|NR_024801.1 
61 2723688 Alicyc 


Alicyclobacillus 
lobacillus pomorum 
ref 


NR_024796.1| Alicyclobacillus 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 


2728379 27298 


1 


6 Alicyclobacillus 


sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobac 


13202 


Bacteria_16S 


2757458 2757548 4 94 gi 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 


illaceae; Alicyclobacil 
219857148 
sequence 2756546 27580 


lus. 
NR_024776.1| Thermaerobacter 
56 Thermaerobacter 


ref 


nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

13202 Bacteria_16S 2780093 2780175 2 84 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

13202 Bacteria_16S 2781560 2781642 2 84 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

13202 Bacteria_16S 2786109 2786199 4 94 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

13202 Bacteria_16S 2787689 2787779 4 94 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 


Bacteria; 


Firmicutes; Bacillales; Alicyclobacillaceae; 


Al 


icyclobacillus. 


13202 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


13202 


acidipiscis strai 
acidipiscis Bacte 


13202 


weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ria; 


2817688 2817778 4 


2837401 2837491 4 


Firmicutes; 
2869800 2869890 4 


94 


in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Erysipelotric 


94 


94 


gi] 219856912 


gi| 219856899 


n FS60-1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


219856878 


gi 


1 sequence 


Lactobacillaceae; 


ref |NR_024733.1| Coprobacillus 
2816799 2818283 Coprobacillus 
hales; Erysipelotrichaceae; 


ref|NR_024718.1| Lactobacillus 
2836503 2837908 Lactobacillus 

Lactobacillus. 

NR_024697.1| Bacillus 

2868896 2870426 Bacillus 


ref 


weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 


13202 
strain DSM11031 1 
Firmicutes; Bacil 
13202 
strain IFO15566 1 
Firmicutes; Bacil 
13202 
strain IFO15718 1 
Firmicutes; Bacil 
13202 
halophilum strain 
halophilum Bacter 
13202 
IFO15715 16S ribo 
Bacillales; Bacil 
13202 
strain JCM9731 16 
Firmicutes; Bacil 
13202 
strain JCM9070 16 
Firmicutes; Bacil 
13202 
marianensis strai 
marianensis Bacte 
Thermaerobacter. 
13202 
plecoglossicida s 
plecoglossicida B 
Pseudomonas. 
13202 
strain GTC848 16S 
Firmicutes; Lacto 
13202 
strain BS 16S rib 
Firmicutes; Clost 
13202 
flavithermus stra 
flavithermus Bact 
13202 
thermoruber strai 
Bacteria; Firmicu 
13202 
raffinosus strain 
raffinosus Bacter 
13202 
strain 150 16S ri 
Firmicutes; Erysi 
13202 
strain M-29c 16S 
Firmicutes; Lacto 
13202 
strain S369-98-1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2871380 2871470 4 94 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2872957 2873047 4 94 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


gi 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2882387 2882477 4 94 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2905028 2905118 4 94 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


gi 


ue 
al 


2920403 2920497 2 96 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2 
ct 


2924999 2925089 4 94 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2976343 2976433 4 94 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2999187 2999277 4 94 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3002327 3002417 4 94 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3024926 3025016 4 94 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3030964 3031054 4 94 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3038633 3038723 4 94 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
3064548 3064638 4 


gi 


Streptoc 
gi 


oc 


cl 


s 
ea 


ne 
vi 


qu 
oc 


el 


Vagococcus. 


94 gi 


Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

13202 Bacteria_16S 3070401 3070491 4 94 gi|219846875|ref|NR_026467.1 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagoco 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

13202 Bacteria_16S 3124563 3124645 2 84 gi|219846839|ref|NR_026431.1 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 312518 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomi 
Hyphomicrobium. 

13202 Bacteria_16S 3126052 3126134 2 84 gi|219846838|ref|NR_026430.1 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 3125234 312665 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomic 
Hyphomicrobium. 

13202 Bacteria_16S 3127521 3127603 2 84 gi| 219846837 |ref|NR_026429.1 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3126704 312814 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicro 
13202 Bacteria_16S 3129009 3129091 2 84 gi|219846836|ref|NR_026428.1 


219856877 
2870477 28720 


219856876 
2872057 28735 


2876122 2876212 4 94 gi|219856874|ref|NR_024693.1 
6S ribosomal RNA, partial sequence 2875223 28767 
lales; Bacillaceae; Bacillus. 

2877704 2877794 4 94 gi| 219856873 |ref|NR_024692.1 

DSM4771 16S ribosomal RNA, partial sequence 2876799 287831 
ia; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

2879268 2879358 4 94 gi|219856872|ref|NR_024691.1 
somal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacte 
laceae; Bacillus. 

2880834 2880924 4 94 gi|219856871|ref|NR_024690.1 


2879945 28814 


219856870 
2881499 28830 


219856853 


219856843 


219856840 
2924131 29254 


219846939 
2975480 29769 


219846924 


219846922 


219846907 


219846903 


3030089 30315 


219846897 
3037737 30392 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


ref|NR_024696.1 


ref |NR_024695.1 


ref|NR_024689.1 


ref |NR_024672.1 
2904128 290561 
tridiales Family 


nce 
es; Clos 
ref|NR_024662.1 

2919511 292100 
eudomonadales; P 


sequence 
eria; Ps 


ref |NR_024659.1 
69 Streptococcus 
cus. 
ref |NR_026531.1 
ostridium. 
ref|NR_026516.1 

2998293 299981 
bacillus. 
ref|NR_026514.1 
33 3002946 Brevib 
ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026495.1 


equence 
e; Anoxy 


e 30014 
bacillus 


ence 
occaceae 


otrichaceae. 


ref|NR_026489.1 


ref|NR_026471.1 
27 Streptococcus 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Salimicrobium 
5 Salimicrobium 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Pseudomonas 
8 Pseudomonas 


seudomonadaceae; 


Streptococcus peroris 
peroris Bacteria; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Brevibacillus 
acillus thermoruber 


Enterococcus 
9 Enterococcus 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Streptococcus ovis 
ovis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 


Hyphomicrobium 


hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


13202 


salinarius strain 
salinarius Bacter 


13202 


DSM 11303 16S rib 


Bacteria_16S 


ia; 
Bacteria_16S 


Deinococcus-Thermus; 


13202 


strain CE2203 16S 
Proteobacteria; 


13202 


thoraltensis stra 
Bacteria; 


13202 


strain DSM 10020 
Firmicutes; 


13202 


lipolytica strain 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Clost 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 


ridia; 


3130545 3130635 4 


Firmicutes; 
3146972 3147062 4 


Deinococci; 
3172929 3173011 2 
3216960 3217050 4 


Lactobacillales; 
3232042 3232132 4 


Clostridiales; 
3235124 3235214 4 


SG3903 16S ribosomal RNA, partial sequence 
Clostridia; 


osomal RNA, partial sequence 
Deinococcales; 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


in S69 16S ribosomal RNA, partial sequence 32160 


94 gi|219846835|ref|NR_026427.1| Halanaerobacter 
3129667 3131049 Halanaerobacter 
Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
94 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcaceae; Deinococcus. 
84 gi|219846806|ref|NR_026398.1| Thiorhodococcus minor 
3172065 3173514 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 
94 gi|219846776|ref|NR_026368.1| Streptococcus 
71 3217589 Streptococcus thoraltensis 
Streptococcaceae; Streptococcus. 
94 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fami 


94 


JW265 16S ribosomal RNA, partial sequence 32342 


ly XI. I 


gi|219846764 


56 Peptoniphilus 
ncertae Sedis; 
ref |NR_026356.1 


98 3235755 Thermo 


africanus strain 
africanus Bacteri 
Desulfovibrio. 
13202 
Bacillales; Liste 
13202 
aeronauticum stra 
aeronauticum Bact 
13202 
australicum strai 
australicum Bacte 
13202 
strain DSM 6035 1 
Firmicutes; Lacto 
13202 
strain DSM 4864 1 


Bacteria_16S 
ATCC19120 16S ribosomal RNA, partial sequence 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


riaceae; Listeria. 

3247319 3247409 4 94 gi 
in DSM 10349 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostridia 
3263762 3263844 2 84 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3304953 3305043 4 94 gi 


al 
ia 


Lactobacil 


gi 


bacillales; Lactobacillaceae; 
3306493 3306583 4 94 


3244997 32464 


219846756 


219846745 


219846718 
6S ribosomal RNA, partial sequence 3304055 33055 


219846717 
6S ribosomal RNA, partial sequence 3305595 33071 


ref |NR_026348.1 

3246473 324794 
Peptococcaceae; Des 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomic 
ref |NR_026310.1 
44 Lactobacillus 


sequence 
les; 


sequenc 
; Rhizob 


lus. 
ref|NR_026309.1 
06 Lactobacillus 


robiaceae; 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

13202 Bacteria_16S 3316982 3317072 4 94 gi|219846709|ref|NR_026301.1 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 33175 

Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

13202 Bacteria_16S 3362848 3362938 4 94 gi| 219846675 |ref|NR_026267.1 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 


13202 
marinum DSM 5261 
Proteobacteria; 

13202 
strain DSM 6836 1 
Firmicutes; Clost 


G 


13202 


Bacteria_16S 


Bacteria_16S 


3388608 3388690 2 84 gi 
ammaproteobacteria; Chromatiales; Chroma 
3446777 3446867 4 94 gi 
ridia; Clostridiales; cl 
3536472 3536562 4 


Clostridiaceae; 
94 


219846653 
16S ribosomal RNA, partial sequence 3387742 33891 


219846612 
6S ribosomal RNA, partial sequence 3445905 34473 


219846552 


ref |NR_026245.1 


Rhabdochromatiu 
ref|NR_026204.1 


tiaceae; 


ostridium. 
ref 


strain DSM 8723 1 
Firmicutes; 


13202 


strain DSM 8716 1 


Bacteria_16S 


Bacil 
Bacteria_16S 


Bacil 


lales; 


Bacillaceae; 
3542728 3542818 4 


Firmicutes; 
13202 
DSM 6307 16S ribo 
Bacillales; Bacil 


Bacteria_16S 


lales; Bacillaceae; 
3545838 3545928 4 


6S ribosomal RNA, partial sequence 
Bacillus. 


94 


6S ribosomal RNA, partial sequence 
Bacillus. 


94 


gi 
3535585 35370 


gi|219846548 
3541838 35433 


gi|219846546 
3544949 35464 


NR_026144.1 
88 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026138.1 


harei Bacteria; 


Peptoniphilus. 


Thermosyntropha 
syntropha lipolytica 


Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 
3242766 3242856 4 94 gi|219846759|ref|NR_026351.1| Desulfovibrio 

DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 

a; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
3245873 3245963 4 94 gi|219846757|ref|NR_026349.1| Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Pedomicrobium 
2 Pedomicrobium 
Pedomicrobium. 
Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Salimicrobium album 
album Bacteria; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Clostridium viride 


86 Clostridium viride Bacteria; 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus cohnii strain 


somal RNA, complete sequence 
laceae; Bacillus. 


54 Bacillus cohnii Bacteria; Firmicutes; 


13202 


Bacteria_16S 


3582203 3582293 4 


94 


gi|219846521 


ref |NR_026113.1 


stercorarium subs 
Clostridiaceae; C 
13202 
lentocellum strai 
Bacteria; Firmicu 
13202 
strain NCIMB 629 

Firmicutes; Bacil 


Bacteria_16S 


Bacteria_16S 


p- thermolacticum strain TX41 16S ribo 
lostridium. 

3597638 3597716 4 82 gi 
n RHM5 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Lachnosp 
3609877 3609967 4 94 gi 


lales; Planococcaceae; Planococcus. 


13202 
strain NCIMB 1493 
Firmicutes; Bacil 


Bacteria_16S 


somal RNA, 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


219846509 


219846499 
16S ribosomal RNA, partial sequence 3608971 36104 


partial sequenc 


ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026091.1 


ce 35967 
iraceae; 


3611358 3611448 4 94 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 


219846498 


ref|NR_026090.1 
3610451 3611882 Planoc 


Clostridia; 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Clostridium 

idium lentocellum 

m. 

Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


13202 
restrictus strain 
restrictus Bacter 
13202 
chlororespirans s 
chlororespirans B 
13202 
sporothermodurans 
sporothermodurans 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


13202 


muriaticus strain 
Bacteria; 


13202 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


oryzihabitans str 


3666042 3666132 4 94 gi|219846461|ref|NR_026053.1| Dehalobacter 
PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
ia; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 
3685706 3685796 4 94 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
train Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
3723376 3723466 4 94 gi|219846419|ref|NR_026010.1] Bacillus 
strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

3897226 3897316 4 94 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 

Lactobacillales; Enterococcaceae; Tetragenococcus. 

3906282 3906376 2 96 gi|219846291|ref|NR_025881.1| Pseudomonas 
ain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 


oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

13202 Bacteria_16S 3930737 3930827 4 94 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

13202 Bacteria_16S 3960181 3960271 4 94 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 


IAM 12464 16S rib 


osomal RNA, partial sequence 


3959295 39607 


77 Bacillus firmus Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 3993999 3994089 4 94 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

13202 Bacteria_16S 4040869 4040959 4 94 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 4042327 4042417 4 94 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 4048439 4048529 4 94 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

13202 Bacteria_16S 4086246 4086336 4 94 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

13202 Bacteria_16S 4102676 4102766 4 94 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 4116185 4116279 1 95 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

13202 Bacteria_16S 4117763 4117853 4 94 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

13202 Bacteria_16S 4131475 4131565 4 94 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

13202 Bacteria_16S 4133049 4133139 4 94 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

13202 Bacteria_16S 4139191 4139281 4 94 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4147020 4147110 4 94 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4157830 4157920 4 94 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

13202 Bacteria_16S 4171612 4171702 4 94 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

13202 Bacteria_16S 4193013 4193103 4 94 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

13202 Bacteria_16S 4197520 4197610 4 94 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

13202 Bacteria_16S 4220233 4220323 4 94 gi|219846061|ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


13202 


marimammalium str 


marimammalium Bac 
13202 
roseosalivarius s 


roseosalivarius B 


Hymenobacter. 
13202 
strain IMMIB D-13 


Bacteria_16S 
ain M54/01/1 16S ribosomal RNA, partia 


Bacteria_16S 


Bacteria_16S 


4242811 4242901 4 94 gi 


teria; Firmicutes; Lactobacillales; St 
18950 19007 4 61 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


103820 103913 1 94 gi 
21 16S ribosomal RNA, partial sequence 


219846040 
1 sequence 
reptococca 
265679051 
sequence 
a; Sphingo 


265678994 
10297 


ref|NR_025630.1 
4241925 424342 
ceae; Streptococ 
ref |NR_029359.1 

18082 19577 
bacteriales; Fl 


Streptococcus 
4 Streptococcus 
cus. 

Hymenobacter 

Hymenobacter 
exibacteraceae; 
ref|NR_029302.1| Tsukamurella pulmonis 
6 104435 Tsukamurella pulmonis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

13202 Bacteria_16S 122265 122358 1 94 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
13202 Bacteria_16S 141959 142040 1 82 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

13202 Bacteria_16S 143443 143524 1 82 gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

13202 Bacteria_16S 154053 154146 1 94 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


strain V 5-2 16S 
Firmicutes; 
13202 


acetylenicus stra 
acetylenicus Bact 


Pelobacter. 
13202 


modestum strain G 


modestum Bacteria 
13202 
coprophilus strai 
coprophilus Bacte 
Rhodococcus. 
13202 
sulfurreducens st 
sulfurreducens Ba 
Geobacter. 

13202 
marinus strain MH 
Bacteria; Proteob 
13202 
phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 
13202 
strain R 16086 16 
Firmicutes; Bacil 
13202 
rudongensis strai 
rudongensis Bacte 
13202 
strain DV1140 16S 
Thermotogae; Ther 
13202 
caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 
13202 
IMMIB R-145 16S r 


Clost 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
509803 509896 1 94 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

544779 544872 1 94 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


13202 
strain GraTa 2 16 
Fusobacteria; Fus 
13202 
biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 

13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


626648 626705 4 61 

S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
720455 720548 2 95 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 


777602 777695 1 94 gi 


153188 15467 


504361 50587 


265678712 
quence 
inomycetal 


265678689 


543951 54542 


nebacterin 
265678634 


625776 62729 


cter. 

265678568 
1 sequence 
eria; Caul 


265678528 


paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; Gor 


donia. 


7 Oxobacter pfennigii Bacteria; 


ridia; Clostridiales; Clostridiaceae; Oxobacter. 
199882 199975 1 94 gi|265678930|ref|NR_029238.1| Pelobacter 

in WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 

eria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
232032 232089 4 61 gi|265678908|ref|NR_029216.1| Propionigenium 

ra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 

; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 
246041 246134 1 94 gi|265678898|ref|NR_029206.1| Rhodococcus 

n CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
280649 280742 1 94 gi| 265678873 |ref|NR_029179.1| Geobacter 

rain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 

cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
341831 341912 2 83 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 

-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 

acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
372991 373084 2 95 gi| 265678806 |ref|NR_029111.1| Sphingomonas 

rain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 

cteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
454730 454787 4 61 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 

S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 

lales; Macrococcus. 
463751 463844 2 95 gi| 265678742 |ref|NR_029047.1| Ancylobacter 

n AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 

ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
505243 505336 4 97 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


ref|NR_029017.1| Corynebacterium 
508981 510331 Corynebacterium 

es; Corynebacterineae; 

ref|NR_028994.1| Nocardia puris strain 

4 Nocardia puris Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028939.1| Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


ref|NR_028872.1| Asticcacaulis 

719632 721036 Asticcacaulis 
obacterales; Caulobacteraceae; 
ref |NR_028832.1| Gordonia 


776745 778221 Gordonia 


13202 


strain J72 16S ri 


13202 


cyclicum strain ALM1 16S ribosomal RNA, partial sequence 
Bacteria; 


34635 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


13202 Bacteria_16S 
Alphaproteobacter 
13202 Bacteria_16S 


34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


13202 


strain AMX51 16S 


13202 


trevisanii strain 
trevisanii Bacter 


13202 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


13202 


sibiricum strain 
Bacteria; 


13202 


strain IEGM 16S r 


13202 


strain 213E 16S r 


13202 


strain Y9 16S rib 


13202 


kuenenii strain J 
Bacteria; 


13202 


chilensis strain 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


"WeeTee' 
ia; 


789848 789941 1 


814460 814541 2 


825052 825145 2 


826554 826647 2 


843311 843404 2 


869197 869254 4 


Fusobacteria; 
882502 882595 1 


900906 900987 2 


917911 918004 1 


919476 919569 1 


964262 964355 1 


998178 998259 2 


999690 999771 2 


1001210 1001291 2 


94 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


83 


95 


824212 825662 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 


95 


825713 827158 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 


95 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


61 


94 


83 


94 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


94 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


94 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


83 


83 


83 


gi 


789013 79048 


gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


gi 


gi 


842468 84394 


gi 


1999 16S ribosomal RNA, partial sequen 


Fusobacteriales; Fusobacteriac 


gi 


LM042 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


AL7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


917039 91855 
Corynebacterin 


gi 


918602 92011 
Corynebacterin 


gi 


963457 96488 
Corynebacterin 


gi 


B-Al 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


Ch-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


265678519 


265678503 

81355 
Pis 
265678496 


265678495 


265678484 


265678466 


265678456 
88163 
Micr 


265678444 
90001 
Pis 
265678433 


265678432 


265678402 


265678379 
99729 
Pis 
265678378 
99880 
Pis 
265678377 


ref|NR_028823.1 


ref |NR_028806.1 


ref |NR_028799.1 


ref |NR_028798.1 
eneae Bacteria; 


3 901506 Thioal 


ref|NR_028735.1 
eae; 
ref |NR_028734.1 
3 Gordonia desu 
eae; 
ref |NR_028704.1 
eae; 
ref|NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


vestrisii Bacteria; 


cirickettsiaceae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
Gordoniaceae; 


Gordonia. 
Thioalkalimicrobium 


9 815058 Thioalkalimicrobium cyclicum 
cirickettsiaceae; 


Thioalkalimicrobium. 
Bosea vestrisii strain 
Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref|NR_028787.1| Bosea minatitlanensis 
9 Bosea minatitlanensis Bacteria; 

ae; Bosea. 

ref|NR_028769.1| Leptotrichia 

ce 868327 869787 Leptotrichia 

eae; Leptotrichia. 

ref|NR_028758.1] Catellatospora 

0 883139 Catellatospora koreensis 
omonosporineae; Micromonosporaceae; 
ref|NR_028746.1| Thioalkalimicrobium 


kalimicrobium sibiricum 
Thioalkalimicrobium. 
Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
Gordoniaceae; 


Gordonia. 
Gordonia desulfuricans 


lfuricans Bacteria; 
Gordoniaceae; 


Gordonia. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 
Nocardiaceae; 


Nocardia. 

Thiomicrospira 

crospira kuenenii 

; Thiomicrospira. 
Thiomicrospira 

crospira chilensis 

; Thiomicrospira. 
Thiomicrospira frisia 


strain JB-A2 16S 
Proteobacteria; G 
13202 
thermophila strai 
Bacteria; Proteob 
13202 
strain IFM 10035 


13202 
strain IFM 0784 1 


13202 
strain IFM 0575 1 


13202 
strain IFM 10084 
Actinobacteria; A 
13202 
strain YZ-96 16S 
Actinobacteria; A 
13202 
lithotrophicum st 
lithotrophicum Ba 
13202 
strain IFM 0245 1 
Actinobacteria; A 
13202 
yabuuchiae strain 
Bacteria; Proteob 


Bacteria_16S 


ribosomal RNA, partial sequence 


1029998 1030079 2 83 gi 


1039190 1039283 1 94 gi 


1040699 1040792 1 94 gi 


1042237 10423301 94 gi 


1043797 1043890 1 94 gi 


1045353 1045446 1 94 
ribosomal RNA, partial sequence 


gi 


1050003 1050096 4 97 gi 
cteria; Aquificae; Aquificales; Desulf 
1052929 1053022 1 94 gi 


1068047 1068140 2 95 gi 


acteria; Alphaproteobacteria; 


13202 
wolinii strain DB 


Bacteria_16S 


1126784 1126877 1 94 gi 
16S ribosomal RNA, partial sequence 


n I78 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotrichales; 
Bacteria_16S 


rain 17S 16S ribosomal RNA, partial sequence 


1000320 1001783 Thiomicrospira frisia Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Bacteria_16S 


Thiomicrospira. 
265678358|ref|NR_028660.1| Thiomicrospira 
1029105 1030582 Thiomicrospira thermophila 
Piscirickettsiaceae; Thiomicrospira. 
265678352|ref|NR_028654.1| Nocardia arthritidis 


16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


Nocardiaceae; Nocardia. 


265678351|ref|NR_028653.1| Nocardia pneumoniae 


6S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


Nocardiaceae; Nocardia. 


265678350|ref|NR_028652.1| Nocardia araoensis 


6S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


Nocardiaceae; Nocardia. 


265678349|ref|NR_028651.1| Nocardia higoensis 


16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


Nocardiaceae; Nocardia. 


265678348 |ref|NR_028650.1| Nocardia shimofusensis 


1044481 1045988 Nocardia shimofusensis Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


Nocardiaceae; Nocardia. 
ref|NR_028647.1| Balnearium 
1049100 1050580 Balnearium 
urobacteriaceae; Balnearium. 
265678342|ref|NR_028644.1| Nocardia asiatica 


265678345 


6S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


Nocardiaceae; Nocardia. 


265678332 |ref|NR_028634.1| Sphingomonas 


Al-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 
Sphingomonadales; 


Sphingomonadaceae; Sphingomonas. 
253680772|ref|NR_028020.1| Syntrophobacter 
1125986 1127376 Syntrophobacter wolinii 


Bacteria; Proteob 
Syntrophobacter. 

13202 
strain VPI 0546 1 


Bacteria_16S 


acteria; Deltaproteobacteria; 


1289833 1289926 1 
6S ribosomal RNA, 


94 gi 


219846501 
complete sequence 1289055 12904 


Syntrophobacterales; 


Syntrophobacteraceae; 


ref|NR_026093.1| Atopobium parvulum 
02 Atopobium parvulum Bacteria; 


Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
13202 Bacteria_16S 1306424 1306517 2 95 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

13202 Bacteria_16S 1326338 13264311 94 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

13202 Bacteria_16S 1340001 1340094 2 95 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

13202 Bacteria_16S 1347806 1347899 1 94 gi|228720860|ref|NR_027598.1| Syntrophobacter 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Syntrophobacteraceae; Syntrophobacter. 

13202 Bacteria_16S 1350849 1350942 1 94 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 


DSM 43247 16S rib 
Bacteria; Actinob 
13202 
strain ATCC 29176 
29176 Bacteria; F 
13202 
bermudensis HTCC2 
HTCC2503 Bacteria 
13202 
strain SA35 16S r 
Proteobacteria; A 
13202 
pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 
13202 
goodfellowii stra 
goodfellowii DSM 
13202 
strain LB37 16S r 
Fusobacteria; Fus 
13202 
strain LB23 16S r 
Fusobacteria; Fus 
13202 
strain SPR2 16S r 


13202 
neutrophila strai 
neutrophila Bacte 
Halorhodospira. 

13202 
strain Kb2 16S ri 


13202 
strain VenChi2 16 
Fusobacteria; Fus 
13202 
aerophilus strain 
aerophilus Bacter 
13202 
strain EDIV 16S r 
Proteobacteria; A 
13202 
strain ATCC 15260 
Proteobacteria; A 
13202 
strain F829 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1364272 1364329 4 61 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1391378 1391459 2 83 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1493109 1493202 2 95 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1521516 1521609 1 94 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 


al 


Ru 


e 
P 


, 


ob 


ia 
ae 


1565284 1565341 4 61 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1566817 1566874 4 61 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1568352 1568409 4 61 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1758990 1759083 1 94 
ibosomal RNA, partial sequence 


ue 
er 


Leptotri 


gi 
Leptotri 
gi 


ne 
1787507 1787588 1 82 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


eq 
ia 


1810367 1810460 1 94 
bosomal RNA, partial sequence 


gi 


ne 
1831770 1831827 4 61 

S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1906239 1906296 4 61 gi 
I/26Corl 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; Sp 
1956394 1956487 2 95 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2016196 2016289 2 95 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2161999 2162092 1 94 gi 
ibosomal RNA, partial sequence 


gi 
ct 
eq 
hi 
Sp 


Sp 


ne 


13202 


Bacteria_16S 


1349993 13514 


228719063 


228716336 


219846714 
1492298 14937 


219857610 


219846059 


219846058 
1565947 15674 


219846057 
1567482 15689 


219878366 
1758120 17596 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Bacteria_16S 219878344 


219878329 
1809512 18109 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 219878315 


1830898 18324 
219878259 
219878224 
1955571 19570 
219878185 
219857627 


2161153 21625 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


es; Cory 


13634 
minococc 


13905 
arvularc 


acterace 


1 sequen 


; Actino 


nce 


iales; F 


chia. 


chia. 


bacterin 


uence 
Chroma 


, 


bacterin 


er. 
uence 
ngobacte 
hingomon 
20153 


hingomon 


bacterin 


64 Gordonia bronchialis DSM 43247 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_027579.1| Ruminococcus lactaris 
15 1364816 Ruminococcus lactaris ATCC 
aceae; Ruminococcus. 

ref|NR_027550.1] Parvularcula 

41 1391995 Parvularcula bermudensis 
ulales; Parvularculaceae; Parvularcula. 
ref|NR_026306.1| Xanthobacter agilis 
11 Xanthobacter agilis Bacteria; 

ae; Xanthobacter. 

ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


Nocardia 
6 Nocardia 
ebacterineae; 


ref |NR_025649.1 

1564412 156589 
usobacteriaceae; 
ref |NR_025648.1 
31 Leptotrichia 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Leptotrichia shahii 
shahii Bacteria; 


Leptotrichia hofstadii 
hofstadii Bacteria; 


ref|NR_025647.1 
67 Leptotrichia 


ref|NR_025505.1| Gordonia sihwensis 

18 Gordonia sihwensis Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref |NR_025483.1| Halorhodospira 
1786631 1787986 Halorhodospira 

tiales; Ectothiorhodospiraceae; 


ref|NR_025468.1| Gordonia westfalica 
89 Gordonia westfalica Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_025454.1| Ilyobacter insuetus 
07 Ilyobacter insuetus Bacteria; 


NR_025398.1 
1905456 190681 
es; Flexibac 
NR_025363.1 


Hymenobacter 

7 Hymenobacter 

teraceae; Hymenobacter. 
Sphingomonas pituitosa 
16 Sphingomonas pituitosa Bacteria; 
adaceae; Sphingomonas. 

ref|NR_025324.1| Caulobacter leidyia 

75 2016816 Caulobacter leidyia Bacteria; 
adaceae. 
ref|NR_025216.1| Nocardia caishijiensis 
78 Nocardia caishijiensis Bacteria; 

eae; Nocardiaceae; Nocardia. 


2174221 21743141 94 gi 


219857619 


aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Rhodococcus. 


ref|NR_025208.1] Rhodococcus 
2173451 2174859 Rhodococcus 


13202 
maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 
13202 Bacteria_16S 2221179 2221272 2 

strain 7d 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
13202 Bacteria_16S 2222589 2222682 2 95 gi 
aminoxidans strain 14a 16S ribosomal RNA, partial seque 


Bacteria_16S 2195457 2195550 1 94 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 


95 gi 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

13202 Bacteria_16S 2233297 22333901 94 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

13202 Bacteria_16S 2300283 2300376 2 95 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

13202 Bacteria_16S 2306390 2306483 1 94 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

13202 Bacteria_16S 2383593 2383686 1 94 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

13202 Bacteria_16S 2459578 2459671 2 95 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

13202 Bacteria_16S 2468819 2468900 2 83 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
13202 Bacteria_16S 2497157 2497250 1 94 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

13202 Bacteria_16S 2526045 2526134 2 91 gi|219857360|ref|NR_024948.1| Campylobacter 
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13202 Bacteria_16S 2678049 2678142 1 94 gi 
strain MS1-3 16S ribosomal RNA, partial sequence 
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13202 Bacteria_16S 2906536 2906629 1 94 gi 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Sphingomonadales; 


16S ribosomal RNA, partial sequence 2687699 26 
ne 


qu 
en 


e; 


ne 


ne 


219857602 
quence 


e; Actinomycet 


219857585 


2220358 22217 
obacterace 


219857584 
nce 22217 


219857226 
quence 

; Thiotric 
219857216 
ence 26607 
les; 
219857204 


2677198 26786 
nebacterin 


219857197 
891 
bacterin 
219857175 
al sequenc 
ae; Actino 


’ 


219857169 
ence 
othermac 
219857156 
equence 


219856901 
28334 
bacterin 
219856866 


2884576 28858 


Sphingomon 
219856852 

29056 
bacterin 


13202 Bacteria_16S 2921960 2922053 2 94 gi 


219856842 


ruminantium strain GA195 16S ribosomal RNA, partial sequence 


ruminantium Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


Hypho 


ref 


is} 


ref 


ae; 
ref 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


ref 


eae; 
ref 


ref 


eae; 
ref 


adac 
ref 


eae; 
ref 


2647248 26486 
hale 


58 2662094 Methy 
micr 


e 2719156 27206 
myce 


2726822 27283 


2746146 27474 
Actinomycet 


66 2834941 Nocar 


81 Sphingomonas 


66 2907143 Willi 


NR_025190.1 


194621 219603 
Coryne 


ales; 


NR_025173.1 


NR_025172.1 


92 2223169 Xantho 


NR_024854.1 
7 
s; Pisciric 
NR_024844.1 
1 
obiaceae; Me 
NR_024832.1 


Nocardiacea 
NR_024825.1 


Nocardiacea 
NR_024803.1 
5 
tales; Coryn 
NR_024797.1 
2 
Persephonel 
NR_024784.1 
9 
ales; Coryne 
NR_024722.1 
d 
Nocardiacea 
NR_024685.1 


eae; Sphingo 
NR_024671.1 
a 
Williamsiac 


k 


Rhodococcus 


1 Rhodococcus 
bacterineae; 


Xanthobacter viscosus 
41 Xanthobacter viscosus Bacteria; 
Xanthobacter 


Xanthobacter 


bacter aminoxidans 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Thiomicrospira 


1 Thiomicrospira 
ettsiaceae; 


Methylorhabdus 


orhabdus multivorans 
thylorhabdus. 


4 


8 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
e; 
Nocardia sienata 
13 Nocardia sienata Bacteria; 

e; 
Nocardia 


Nocardia. 


Nocardia. 


Nocardia 


ebacterineae; 


Persephonella 
Persephonella 


la. 


3 


Rhodococcus 
Rhodococcus 


bacterineae; 


Nocardia vinacea 


ia vinacea Bacteria; 


e; 


NR_024661.1 


Nocardia. 
Sphingomonas 


oligophenolica Bacteria; 
monas. 

Williamsia maris 
msia maris Bacteria; 
eae; 
Eubacterium 


Williamsia. 


2921059 2922566 Eubacterium 


Eubacteriaceae; 


Eubacterium. 


13202 
strain IFO 13613 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
Bacteria_16S 


13202 
strain IFO 16068 


13202 
strain 176 16S ri 
Firmicutes; Lacto 
13202 
strain 10.268-1 1 


13202 
wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 
13202 
strain IFO 15059 


13202 
strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
Bacteria_16S 


13202 
fornicalis strain 
fornicalis Bacter 
13202 
polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 
13202 
strain HKI 0136 1 


13202 
sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 
13202 
strain TagT2C 16S 


13202 
strain LMG 2142 1 


13202 
autotrophicus str 
Bacteria; Proteob 
13202 
strain 301 16S ri 


13202 
strain DSM 44140 


13202 
strain DSM 44015 

Bacteria; Actinob 
13202 
strain DSM 9537 1 
Fusobacteria; Fus 
13202 
pfennigii strain 

pfennigii Bacteri 
Syntrophobacter. 

13202 
strain DSM43338 
Actinobacteria; A 
13202 
strain DSM 4954 1 
Actinobacteria; A 
13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2929367 2929448 2 83 gi 


2955028 2955121 1 94 gi 


2962574 2962631 4 61 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2985485 2985578 1 94 


gi 


Streptoc 
gi 


2987007 2987100 1 94 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2988533 2988626 1 


94 gi 


3005349 3005442 2 95 gi 
6 16S ribosomal RNA, partial sequence 


3009834 3009915 4 85 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3023393 3023486 1 94 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3040121 3040214 1 


94 gi 


3197461 3197554 2 95 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 
3239779 3239872 2 95 

ribosomal RNA, partial sequence 


gi 


3262239 3262332 2 95 gi 
Sphingomonadales; 

3307968 3308061 2 95 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3309430 3309523 2 95 gi 
bosomal RNA, partial sequence 
3321530 3321623 1 


94 gi 


3381003 3381096 1 94 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3391561 3391618 4 61 gi 


obacteriales; Fusobacteriaceae; Propio 
3408290 3408383 1 94 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


3474309 3474402 1 94 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3475832 3475925 1 94 gi 


ctinobacteridae; Actinomycetales; Cory 


219856837 


16S ribosomal RNA, partial sequence 2928528 29299 
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54 Gordonia rhizosphera Bacteria; 
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ref|NR_026183.1] Rhodococcus 


marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rho 
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13202 Bacteria_16S 295920 296000 2 82 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

13202 Bacteria_16S 356580 356672 2 94 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

13202 Bacteria_16S 385233 385325 2 94 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

13202 Bacteria_16S 445437 445529 2 94 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

13202 Bacteria_16S 457789 457881 2 94 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

13202 Bacteria_16S 459241 459333 2 94 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

13202 Bacteria_16S 460720 460816 1 97 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

13202 Bacteria_16S 471338 471430 2 94 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

13202 Bacteria_16S 555531 555623 2 94 gi|265678682|ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

13202 Bacteria_16S 557073 557165 2 94 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

13202 Bacteria_16S 558617 558709 2 94 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

13202 Bacteria_16S 593250 593342 2 94 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
13202 Bacteria_16S 603831 603923 4 96 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

13202 Bacteria_16S 640418 640510 2 94 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

13202 Bacteria_16S 672187 672279 2 94 gi|265678601|ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

13202 Bacteria_16S 771370 771462 2 94 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 771983 Cellvibrio japonicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

13202 Bacteria_16S 785306 785398 2 94 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

13202 Bacteria_16S 795938 796030 4 96 gi| 265678515 |ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

13202 Bacteria_16S 853736 853816 2 82 gi|265678477|ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 

13202 Bacteria_16S 859986 860046 1 61 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

13202 Bacteria_16S 961216 961308 2 94 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
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16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557425 2557517 2 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2571184 2571276 2 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580305 2580397 2 94 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581871 2581963 2 94 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585010 2585102 2 94 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2595848 2595940 2 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597414 2597506 2 94 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2690059 2690151 4 96 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
2708112 2708204 2 94 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


na 


se 


se 


se 


na 


na 


se 


na 


qu 
ce 


s 
er 


2713919 2713979 1 61 

ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhy 
2730748 2730808 1 61 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
2770919 2771011 2 94 gi 


gi 


gr 


oc 


ne 
2854307 2854399 2 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858990 2859082 2 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2965608 2965700 2 94 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 
2974810 2974902 2 94 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2991600 2991680 2 82 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 


na 


na 


Sp 


se 


io 


219857373 
16S ribosomal RNA, partial sequence 2505486 25069 
ammaproteobacteria; Chromatiales; Ectothiorhodos 
219857367 
somal RNA, partial sequence 2514611 2516064 Calor 
ridiales; 
219857363 
quence 

ria; 
219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
udomonad 
219857340 


dales; 
219857339 


udomonad 
219857287 


udomonad 
219857281 


udomonad 
219857280 


dales; 
219857278 


dales; 
219857271 


udomonad 
219857270 


dales; 


219857196 


219857183 


219857179 
2713036 27 


219857167 
2729867 27 


219857137 
16S ribosomal RNA, partial sequence 2770058 27715 


219856888 
219856885 
219856812 


2964771 29662 


219846940 
2973936 29754 


219846929 
2990709 29921 


Pse 


25549 
P 


2556540 


2570299 


2579420 


ac 


25809 
a4 


86 


25841 
P 


25 


2594961 


ac 


25965 
P 


29 


ence 


ae; Hydr 
ce 


amp 


equen 
ia; C 


145 


omyxa 


313 
eae 


50 


, 


ystin 


bacterin 


28534 
dales; P 


28581 


dales; P 


hingomon 


udomonad 


nellaceae; 


13202 
strain 441-1 16S 


Bacteria_16S 


2993089 2993169 2 82 gi 
ribosomal RNA, partial sequence 


219846928 
2992209 2993681 Legionella brunensis Bacteria; 


ref 
49 Alkalispirillum mobile Bacteria; 
pira 
ref 
amat 


ref 
udomonadales; 


ref 
82 Pseudomonas fragi Bacteria; 
acea Pseudomon 
ref 
74 2556489 Pseudo 
seudomonadaceae; 


ref 


acea 
ref 


acea 
ref 


ref 


seud 
ref 


seud 
ref 


ref 


seud 
ref 


ogen 
ref 


ylob 


ref 
15 Enhygromyxa salina Bacteria; 


ref 


ref 
50 Rhodococcus jostii Bacteria; 
eae; 
ref 
33 2854934 Pseud 
seud 
ref 
10 2859620 Pseud 
seud 
ref 
22 Sphingopyxis 
adac 
ref 
29 Pseudomonas cichorii Bacteria; 
acea 
ref 
58 Fluoribacter 
luoribacter. 
ref 


NR_024961.1 


ceae; Alkal 
NR_024955.1 
or coolhaas 


NR_024951.1 
2520665 25220 
P 


NR_024946.1 


e; 
NR_024928.1 


NR_024927.1 
2558055 Pseud 
e; Pseudomo 
NR_024918.1 
2571813 Pseud 
e; Pseudomo 
NR_024912.1 
2580935 Pseud 
eae; Pseudomo 
NR_024911.1 
2582507 Pseud 


NR_024909.1 
2585640 Pseud 
omonadaceae 
NR_024902.1 
2596478 Pseud 
eae; Pseudomo 
NR_024901.1 
2598044 Pseud 
omonadaceae 
NR_024824.1 
2689164 26906 
ivirga. 
NR_024811.1 
2707242 27086 
acterales; 


NR_024807.1 
NR_024795.1 

Plesiocystis 
Nannocystacea 


NR_024765.1 


Nocardiace 
NR_024707.1 


omonadaceae 
NR_024704.1 


omonadaceae 
NR_024631.1 


eae; Sphing 
NR_026532.1 


e; Pseudomo 
NR_026521.1 


F 


NR_026520.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


i 


i 


9 
s 


O: 
n 


O: 
n 


O: 
n 


fo} 


omonadaceae; 


fo} 


’ 


O: 
n 


fo} 


’ 


5 


6 
H 


e 


a 


fo} 


’ 


co} 


, 


[e) 


n 


Alkalispirillum mobile 


spirillum. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas fragi 


as. 
Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 
Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 
Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 
Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Hydrogenivirga 
5 Hydrogenivirga 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Enhygromyxa salina 


Plesiocystis pacifica 
pacifica Bacteria; 
Plesiocystis. 
Rhodococcus jostii 


, 


e; Rhodococcus. 
Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Sphingopyxis chilensis 
chilensis Bacteria; 
pyxis. 

Pseudomonas cichorii 


as. 
Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


13202 
tapeticola strain 


13202 
cylindrosporum st 
cylindrosporum Ba 
13202 
multipotens strai 
Bacteria; Proteob 
13202 
propionica strain 
Bacteria; Proteob 
13202 
kamchatkensis str 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3008330 3008420 4 94 gi 


3034024 3034116 2 94 gi 
cteria; Firmicutes; Clostridia; 
3079343 3079439 2 98 gi 
acteria; Deltaproteobacteria; Desulfurel 
3080919 3081015 2 98 gi 
U-8 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfurel 
3082495 3082591 2 98 gi 


219846918 
CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 
Bacteria_16S 219846900 
rain HC-1 16S ribosomal RNA, partial sequence 
Clostridiales; 
219846869 
n RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 


219846868 
3080033 3081558 Desulfurella propionica 


219846867 
ain K-119 16S ribosomal RNA, partial sequence 


ref |NR_026510.1 


ref|NR_026492.1 

3033166 303464 
Clostridiaceae; 
ref|NR_026461.1 
lales; Desulfurellaceae; 
ref|NR_026460.1 
lales; Desulfurellaceae; 
NR_026459.1 
3081609 308313 


Halospirulina 


3007504 3008891 Halospirulina 


Clostridium 
4 Clostridium 


Clostridium. 


Desulfurella 


Desulfurella. 
Desulfurella 


Desulfurella. 
Desulfurella 
4 Desulfurella 


kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 

13202 Bacteria_16S 3166846 3166926 4 84 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
13202 Bacteria_16S 3169879 3169959 4 84 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
13202 Bacteria_16S 3177523 3177615 2 94 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 


strain DSM 11363 
Proteobacteria; 
13202 


G 


16S ribosomal RNA, partial sequence 3176631 31781 


strain NZ35 16S r 
Firmicutes; 


13202 


strain LLAP12 16S 
Bacteria; 


13202 


strain L2 16S rib 
Proteobacteria; 


13202 


strain BN6 16S ri 
Proteobacteria; Alphaproteobacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


59 Pseudomonas graminis Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
3241216 3241308 2 94 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
ibosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Clostridiales; Clostridiaceae; Thermobrachium. 
3266809 3266889 2 82 gi| 219846743 |ref|NR_026335.1| Legionella drancourtii 
ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
3268227 3268307 2 82 gi|219846742|ref|NR_026334.1| Legionella lytica 
osomal RNA, partial sequence 3267345 3268825 Legionella lytica Bacteria; 
Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
3312377 3312469 2 94 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
bosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingobium. 
3361281 3361361 4 84 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 


halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; 


13202 


proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; 


13202 


strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 34520 


Thermotogae; Thermotogaceae; 


13202 


strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


13202 


strain IndiB4 16S 
Firmicutes; 


13202 


hansenii strain N 
hansenii Bacteria; 
Gluconacetobacter. 


13202 


strain WO-44C 16S 
Proteobacteria; 


13202 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


13202 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae; 


13202 


strain 3015 16S r 


13202 


strain ATCC 35799 16S ribosomal RNA, 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Thermotogales; 


3365886 3365978 2 


3451442 3451534 4 


3472775 3472867 2 


3551963 3552055 2 


Clostridiales; 
3553498 3553590 4 


3576269 3576349 2 


3617447 3617542 1 


3623076 36231711 


3624577 3624672 1 


3626122 3626217 1 


94 


96 


94 


94 


ribosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


96 


CIB 8746 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


82 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; 


96 


Ko2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


96 


ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 


96 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


96 


complete sequence 


Thermotoga. 


gi|219846673 


gi|219846609 


gi|219846594 


gi| 219846542 
3551089 35526 
Caloramato 
gi|219846541 
Rhodospir 


gi|219846525 
3575389 35768 


219846494 
36165 


gi 
219846490 


gi 


gi|219846489 
3623734 36252 


Marinococcus 


Corynebacterineae; 


partial sequence 
Actinobacteridae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium 


NR_026265.1 

336503 
Clostridiaceae; 
ref|NR_026201.1 


ref 


ref|NR_026186.1 
Nocardiacea 
ref|NR_026134.1 
ba 
ref|NR_026133.1 

3552654 355413 
illales; 


ref|NR_026117.1 
Legionella. 
ref|NR_026086.1 
66 3618027 Mycoba 
M 
ref |NR_026082.1 
362222 


avium complex ( 
ref|NR_026081.1 
17 Mycobacterium 
Mycobacteri 


gi| 219846488 


ref|NR_026080.1 


Caloramator 

4 3366453 Caloramator 
Caloramator. 
Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Gluconacetobacter 
4 Gluconacetobacter 


Acetobacteraceae; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


Actinomycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 


3625268 3626729 Mycobacterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
13202 
strain ATCC 29543 
Bacteria; Proteob 
13202 
strain 165 16S ri 
Proteobacteria; E 
13202 
acinonychis strai 
acinonychis Bacte 
Helicobacter. 
13202 


brockii subsp. fi 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3817819 3817911 2 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3819342 3819402 2 62 gi 
bosomal RNA, partial sequence 


3820875 3820935 2 
n Eaton 90-119-3 16S 
ria; Proteobacteria; 


62 gi 


3883219 3883311 4 96 gi 


3818485 38199 
psilonproteobacteria; Campylobacterale Helicob 
Bacteria_16S 
ribosomal RNA, pa 


Epsilonproteobact 


nnii strain AKo-1 16S ribosomal RNA, p 


219846351 
38169 
ob 
219846350 


S; 
219846349 
rt 
eria; 
219846307 
ar 


acterale 


ial sequ 
Camp 


tial seq 


ref |NR_025942.1 
54 3818434 Wolin 
s; Helicobacter 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Hel 
ref|NR_025940.1 
ence 382000 
ylobacterales; 


ref 
uenc 


NR_025897.1 
e 388233 


e 
a 


H 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 
i 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Thermoanaerobacter 
8 3883860 


Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
13202 Bacteria_16S 3975010 3975102 2 94 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 
13202 Bacteria_16S 4001373 4001465 2 94 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 
13202 Bacteria_16S 4017969 4018061 2 94 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 


strain SW-154 16S 
Proteobacteria; G 
13202 
nitratireducens s 
nitratireducens B 


Bacteria_16S 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 

4173129 41732212 94 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 


4017086 40185 


219846098 
1 sequence 
ridiales; 


ref|NR_025688.1 
4172278 417374 
Eubacteriaceae; 


81 Kangiella aquimarina Bacteria; 


Garciella 
8 Garciella 
Garciella. 


13202 Bacteria_16S 862 957 1 96 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

13202 Bacteria_16S 2401 2496 L 96 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

13202 Bacteria_16S 5420 5479 2 61 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

13202 Bacteria_16S 6882 6941 2 61 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

13202 Bacteria_16S 8339 8398 2 61 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

13202 Bacteria_16S 37194 37253 2 61 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

13202 Bacteria_16S 38597 38656 2 61 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

13202 Bacteria_16S 62980 63039 2 61 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
13202 Bacteria_16S 79393 79488 2 97 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

13202 Bacteria_16S 116087 116182 1 96 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

13202 Bacteria_16S 146464 146523 2 61 gi| 265678965 |ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

13202 Bacteria_16S 224567 224646 4 83 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

13202 Bacteria_16S 233566 233625 2 61 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 


sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Rhodobacter. 
13202 


13202 


13202 


Amaricoccus. 


Bacteria_16S 
novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bacteria; Actinobacteria; Actinobacterida 
Mycobacteriaceae; 
Bacteria_16S 
strain Benl02 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 
kaplicensis strain Benl01 16S ribosomal RNA, partial se 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacter 


242998 243093 1 96 gi 


complete seq 


Mycobacterium. 
250659 250718 2 61 
ribosomal RNA, partial sequence 


gi 


253616 253675 2 61 gi 


249819 25124 


265678900 
uence 


265678895 


hodobacter 
265678893 
quence 

ia; Rhodob 


ref 


NR_029208.1 
242123 24363 


e; Actinomycetales; Coryn 


9 


13202 


F186 16S ribosoma 
Alphaproteobacter 


13202 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


13202 


strain 166 16S ri 


13202 


strain Hbl 16S ri 
Proteobacteria; 


13202 


strain W 1471 16S 
Firmicutes; 


13202 
subsp. 
subsp. 
13202 


strain B 16S ribo 
Alphaproteobacter 


13202 


strain MB312 16S 


13202 


strain AS130 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


13202 


hongkongensis str 


berkhoffii 
berkhoffii 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


ia; 


255091 255150 2 


1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 


259594 259653 2 


strain ITI-1157 16S ribosomal 
Bacteria; Proteobacteria; Alphaproteobacteria; 


260970 261029 2 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


276146 276205 2 
282139 282222 2 

Clostridiales; 
318590 318649 2 
350748 350807 2 
Rhodobacterales; 

352181 352240 2 


355102 355161 2 


358009 358068 2 


61 


254252 255652 Afipi 


61 


61 


bosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterale 


ribosomal RNA, partial sequence 
Eubacteriaceae; 


strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


ribosomal RNA, partial sequence 


ain UST950701-009P 16S ribosomal RNA, 


gi 


gi 


RNA, partial seque 


gi 


260171 26154 


somal RNA, partial sequence 349928 351312 Parac 
Rhodobacteraceae; 


hongkongensis Bacteria; Proteobacteria; Alphaproteobact 


Loktanella. 


13202 


lituiforme strain 
Bacteria; 


13202 


strain A3 16S rib 


13202 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


13202 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


13202 


strain PL7HG1 16S 


13202 


populi BJ001 16S 
Bacteria; 


13202 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


364059 364118 2 


365542 365601 2 


sequence 


371495 371554 2 


382136 382195 2 


train DS-1 16S ribosomal RNA, 
acteria; Proteobacteria; Alphaproteoba 


383650 383709 2 


416171 416230 2 


437796 437891 1 


439314 439373 2 


FaiI3 16S ribosomal RNA, partial sequ 
Proteobacteria; Alphaproteobacteria; 


Rhodobacterales; 


ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 


265678892 


ipia. 
265678889 


R 


265678887 


ref 
nce 


ref 


hodobacterales; 


a broomeae Bacteria; 


NR_029197.1 
258782 


NR_029195.1 


Mycobacterium 
Mycobacterium 


ebacterineae; 


ref|NR_029203.1| Amaricoccus veronensis 
9 Amaricoccus veronensis Bacteria; 
aceae; Amaricoccus. 
ref|NR_029201.1| Amaricoccus 

252777 254201 Amaricoccus 
acterales; Rhodobacteraceae; 
ref|NR_029200.1| Afipia broomeae strain 


Proteobacteria; 
Ruegeria 
260120 Ruegeria 


Rhodobacteraceae; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


Rhizobium/Agrobacterium group; Rhizobium. 

61 gi|265678876|ref|NR_029182.1| Helicobacter bilis 

275297 276761 Helicobacter bilis Bacteria; 
Ss; Helicobacteraceae; Helicobacter. 
85 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
281272 282767 Eubacterium infirmum Bacteria; 
Eubacterium. 

61 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
ial sequence 317746 319177 Bartonella vinsonii 
bacteria; Rhizobiales; Bartonellaceae; Bartonella. 

61 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 

occus kocurii Bacteria; Proteobacteria; 
Paracoccus. 
61 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
351363 352770 Rhodobium orientis Bacteria; 
Rhodobiaceae; Rhodobium. 
61 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
354284 355690 Rhodoplanes elegans Bacteria; 
Hyphomicrobiaceae; Rhodoplanes. 

61 gi| 265678816 |ref|NR_029121.1| Loktanella 
partial sequence 357208 358614 Loktanella 
eria; Rhodobacterales; Rhodobacteraceae; 

61 gi|265678812|ref|NR_029117.1| Phenylobacterium 
ence 363264 364685 Phenylobacterium lituiforme 

Caulobacterales; Caulobacteraceae; Phenylobacterium. 

61 gi|265678811|ref|NR_029116.1| Salipiger mucosus 

364736 366099 Salipiger mucosus Bacteria; 
Rhodobacteraceae; Salipiger. 

61 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
quence 370665 372098 Pseudovibrio 
eria; Rhodobacterales; Rhodobacteraceae; 

61 gi|265678800|ref|NR_029105.1| Parvibaculum 

partial sequence 381306 382756 Parvibaculum 
cteria; Rhizobiales; Phyllobacteriaceae; 
61 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
382807 384289 Bradyrhizobium betae Bacteria; 
Bradyrhizobiaceae; Bradyrhizobium. 
61 gi|265678777|ref|NR_029082.1| Methylobacterium 
415329 416805 Methylobacterium populi BJ001 
Rhizobiales; Methylobacteriaceae; Methylobacterium. 

96 gi|265678763|ref|NR_029068.1| Amycolatopsis 
rtial sequence 436922 438427 Amycolatopsis 
e; Actinomycetales; Pseudonocardineae; 

61 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 


strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; 


Fulvimarina. 


13202 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


13202 


strain AU476 16S 


Bacteria_16S 


Bacteria_16S 


450032 450127 1 


Saccharothrix. 
465253 465312 2 


96 


61 


ribosomal RNA, partial sequence 


gi 


gi 


464412 46582 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 


G1212 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


13202 


strain Sd/3 16S r 
Firmicutes; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ia; 


Bacillales; 


vestfoldensis str 


vestfoldensis Bac 
Loktanella. 

13202 
helgolandensis st 
helgolandensis Ba 
Jannaschia. 
13202 
pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 
13202 


seriniphilus Bact 
Paracoccus. 
13202 
strain BCH 16S ri 
Proteobacteria; 


G 


Bacteria_16S 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobacteria; 


Bacteria_16S 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
Bacteria_16S 
seriniphilus stra 


Bacteria_16S 


13202 


strain CE2105 16S 


Bacteria_16S 


477402 477461 2 


Rhodobacterales; 
502204 502295 4 


Bacillaceae; 
503704 503763 2 


572294 572353 2 


581201 581296 1 


584251 584310 2 


597732 597791 2 


bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 


629716 629775 2 


61 


94 


ibosomal RNA, partial sequence 
Bacillus. 


61 


61 


96 


61 


61 


61 


ribosomal RNA, partial sequence 


gi 


476563 478023 Parac 
Rhodobacteraceae; 


gi 


501307 50281 


gi 


ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


gi 


gi 


628893 63029 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 


acidiphila strain 
Bacteria; 


13202 


strain M343/98/2 


13202 


strain SCII24 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


649675 649734 2 


673715 673810 1 


678346 678405 2 


61 


96 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


13202 


grignonense strai 
grignonense Bacte 


13202 


aurantiaca strain 
Bacteria; 


13202 


strain TH-3 16S r 


13202 


paurometabolica s 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


679791 679850 2 


697938 697997 2 


715755 715814 2 


740401 740496 1 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


gi 


B2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinc 
ref 
5 Actinomyces coleocanis Bacteria; 


gi 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


n OgA9a 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


CB-R 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


265678755 


265678741 


265678733 


Paracoccus. 


265678717 


265678716 


ref 
ain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 
teria; Actinobacteria; Actinobacterida 
ae; 


e; Actinomycet 


ref 
9 Inquilinus limosus Bacteria; 
Rhodospirillac Inquilinus. 
ref 


occu 


ref 
1 Bacillus indicus Bacteria; 


ref 


sequence 


265678671 
sequence 
Rhodoba 


265678665 
sequence 
Actinomyceta 


265678663 
in MBT-A4 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhodobact 
265678654 
596871 59824 
matiaceae; 


ref 


ref 


ref 


ref 


Thi 


502862 504310 
Rhodobac 


571472 572837 


580337 581817 


583422 584837 
Rhodobacteraceae; 


265678631 


265678618 


265678600 


ref 
8 Roseospira marina Bacteria; 
Rhodospirillac 
ref 
648840 650254 Methyl 


NR_029060.1 
ales; 
NR_029046.1 
eae; 
NR_029038.1 


NR_029022.1 


NR_029021.1 
terales; Rho 
NR_028976.1 
cterales; Rh 
NR_028970.1 
les; Coryneb 
NR_028968.1 
erales; 


NR_028959.1 


obaca. 
NR_028936.1 


eae; Roseosp 
NR_028923.1 


kiaceae; Met 
NR_028905.1 


s yeei Bacteria; 


Saccharothrix 
Saccharothrix 


Pseudonocardineae; 


Inquilinus limosus 


Paracoccus yeei strain 
Proteobacteria; 


Bacillus indicus 


Loktanella 
Loktanella 
dobacteraceae; 


Jannaschia 
Jannaschia 
odobacteraceae; 


Mycobacterium 

Mycobacterium 
acterineae; 

Paracoccus 


Paracoccus 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Roseospira marina 


ira. 
Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Actinomyces coleocanis 


Actinomycetaceae; Actinomyces. 
61 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
677507 678904 Ochrobactrum tritici Bacteria; 
Brucellaceae; Ochrobactrum. 
61 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
678955 680426 Ochrobactrum 
Rhizobiales; Brucellaceae; Ochrobactrum. 
61 gi|265678584|ref|NR_028889.1| Brevundimonas 
697118 698533 Brevundimonas aurantiaca 
Caulobacterales; Caulobacteraceae; Brevundimonas. 
61 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
714920 716386 Aminobacter aganoensis Bacteria; 
obacteriaceae; Aminobacter. 
96 gi|265678554|ref|NR_028858.1| Saccharomonospora 


train YIM 90007 16S ribosomal RNA, partial sequence 


739522 


740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 


Pseudonocardiaceae; Saccharomonospora. 


13202 


strain YIM90005 1 


13202 


Bacteria_16S 


Bacteria_16S 


strain CCBAU 7190 


774477 774572 1 


794414 794473 2 


96 


61 


gi 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi 


265678530|ref 


265678516|ref 


79361 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


13202 


B 16S ribosomal RNA, partial sequence 


847966 848025 2 61 gi 


biaceae; 
265678481 


Rhizo 
ref 


1 794989 Rhizob 
c 


kondratievae stra 
Bacteria; 


13202 


strain K24 16S ri 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


861493 861588 1 


866063 866122 2 


96 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


61 


in GB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobac 


gi 


860647 86213 


gi 


terales; 
265678471 


265678468 


halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 


847132 848491 Paraco 
Rhodo ° 
ref 
0 Amycolatopsis 
donocardineae; 


NR_028834.1 


Pseudonocar 
NR_028819.1 


bium/Agroba 
NR_028784.1 


bacteraceae 
NR_028774.1 


Pseudonocar 


ref 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Paracoccus 

ccus kondratievae 
Paracoccus. 
Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 


NR_028771.1 


Sulfurospirillum 


865186 866674 Sulfurospirillum 


13202 Bacteria_16S 903947 904006 2 61 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
13202 Bacteria_16S 913201 913296 1 96 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
13202 Bacteria_16S 914759 914854 1 96 gi| 265678435 |ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
13202 Bacteria_16S 921013 921108 1 96 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 
13202 Bacteria_16S 924164 924223 2 61 gi| 265678429 |ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
13202 Bacteria_16S 928730 928789 2 61 gi|265678426|ref|NR_028728.1| Roseovarius 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseovarius nubinhibens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 
13202 Bacteria_16S 930218 930277 2 61 gi|265678425|ref|NR_028727.1| Ruegeria pomeroyi 
strain DSS-3 16S ribosomal RNA, partial sequence 929371 930833 Ruegeria pomeroyi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 
13202 Bacteria_16S 956585 956644 2 61 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 
13202 Bacteria_16S 971972 972031 2 61 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
13202 Bacteria_16S 1025466 1025525 2 61 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 1026037 Rhizobium yanglingense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
13202 Bacteria_16S 1057445 1057504 2 61 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 
13202 Bacteria_16S 1069548 1069607 2 61 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 
13202 Bacteria_16S 1071040 1071099 2 61 gi|265678330|ref|NR_028632.1| Tistrella mobilis 


strain JCM 21370 
Proteobacteria; A 
13202 
strain NBRC 13755 
Bacteria; Proteob 
13202 
pametensis strain 
pametensis Bacter 
Helicobacter. 


Bacteria_16S 


Bacteria_16S 


lphaproteobacteria; Rhodospirillales; 

1095033 1095120 4 91 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1128292 1128351 2 61 gi 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


13202 


1143443 1143502 2 61 gi 


16S ribosomal RNA, partial sequence 1070184 10716 


Rhodospiri 
265678313 

10942 
rillales; 
253680771 
1 sequence 
ria; Campy 


253680761 


phragmitetus strain C6-1 
phragmitetus Bacteria; P 


Bacteria_16S 


Pannonibacter. 


13202 


DSM 9946 16S ribosomal R 
Deinococcus-Thermus; 


13202 


Bacteria_16S 


Bacteria_16S 


1163084 1163174 4 


Deinococci; 
1170697 1170792 1 


9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


94 gi 


NA, partial sequence 1162257 1163688 Meiot 
Thermales; 


Thermaceae; 
96 gi 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 

13202 
colombiense DSM 1 
12261 Bacteria; S 
13202 
DSM 13279 16S rib 


Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Cori 
Collinsella. 
13202 Bacteria_16S 1232670 1232729 2 61 gi|219878271 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1200934 1201025 4 95 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1205527 1205622 1 96 gi 
osomal RNA, partial sequence 


1169826 11712 


1204671 12061 


quence 


ria; Rhodo 


228720981 


Meiotherm 
228719618 
ales; Pseu 
228715386 
ce 12000 
es; Synerg 
228715355 


llaceae; Tistrel 
ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028019.1 
127427 112890 
lobacterales; He 


RR 


ref|NR_028009.1 
1142608 114408 


bacterales; Rhod 


ref|NR_027600.1 
hermus silvanus 
us. 
ref|NR_027583.1 
94 Thermobispora 


36 Tistrella mobilis Bacteria; 


la. 

Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Helicobacter 
7 Helicobacter 
licobacteraceae; 


v 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Thermobispora bispora 
bispora DSM 43833 


donocardineae; Pseudonocardiaceae; 


Aminobacterium 
acterium colombiense DSM 


ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminobacterium. 
ref|NR_027527.1| Collinsella stercoris 
28 Collinsella stercoris DSM 13279 
obacterineae; Coriobacteriaceae; 


schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


ref|NR_025410.1] Bartonella 
1231844 1233289 Bartonella 


13202 


Mycobacteriaceae; 


Bacteria_16S 
frederiksbergense 
frederiksbergense 


1235710 1235805 1 96 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 


219878254 


ridae; 


artial sequence 


ref |NR_025393.1| Mycobacterium 


1234868 1236341 Mycobacterium 


Actinomycetales; Corynebacterineae; 


13202 


niigataensis stra 
niigataensis Bact 


13202 


Bacteria_16S 


Bacteria_16S 


aminovorans strai 


1238763 1238822 2 


1240279 1240338 2 


61 


61 


gi 


in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


gi 


n DSM7048 16S ribosomal RNA, partial s 


219878163 
sequence 
Rhizo 

219878162 
equence 


ref 


ref 


bial 


1239445 124091 


NR_025302.1 


es; 
NR_025301.1 


Phylloba 


Aminobacter 


1237929 1239394 Aminobacter 
cteriaceae; Aminobacter. 


Aminobacter 
4 Aminobacter 


aminovorans Bacte 


13202 


temperatum strain 
temperatum Bacter 


13202 


strain 13.4 16S r 


13202 


antarcticus strai 
Bacteria; 


13202 


hamburgensis stra 
Bacteria; 


13202 


strain HTCC2516 1 
Bacteria; 


13202 


HEL-45 16S riboso 


13202 


silvestris strain 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 
13202 
aurantiaca strain 
Bacteria; Gemmati 
13202 
glauca strain K62 
Bacteria; Actinob 


Saccharomonospora. 
Bacteria_16S 


13202 
stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 

13202 
tianshanense stra 
tianshanense Bact 
Mesorhizobium. 

13202 
strain SO2 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
Bacteria_16S 


13202 
9187 strain TA 4r 
Bacteria; Proteob 
13202 
septentrionale st 


1243267 1243326 2 


1246313 1246408 1 


1362798 1362857 2 


1365699 1365758 2 


1370404 1370463 2 


1379511 1379570 2 


mal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


1380935 1380994 2 


1397417 1397476 2 


61 


96 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


61 


61 


61 


61 


1378686 1380064 


61 


61 


ria; Proteobacteria; Alphaproteobacteria; 


gi 


SDW 018 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


gi 


1245479 12468 


gi 


n 307 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


gi 


in X14 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


gi 


6S ribosomal RNA, partial sequence 1369567 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


oi 


gi 


BL2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


gi 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1398942 1399033 4 95 gi 
monadetes; Gemmatimonadales; 
1416955 1417050 1 96 gi 
16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


1444718 1444777 2 61 
rain 5SM22 16S ribosomal RNA, 


gi 
partial 


1485541 1485600 2 61 gi 


eria; Proteobacteria; Alphaproteobacte 


1487058 1487117 2 61 
bosomal RNA, partial sequence 


gi 


1496097 1496192 2 
16S ribosomal RNA, 


97 gi 
complete sequence 


1515498 1515557 2 61 gi 
rain SDW 014 16S ribosomal RNA, partia 


septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhi 
Mesorhizobium. 

13202 Bacteria_16S 1536733 1536828 1 96 gi| 219857378 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequenc 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Saccharothrix. 

13202 Bacteria_16S 1541405 1541500 1 96 gi| 219857375 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Actinokineospora. 

13202 Bacteria_16S 1542965 1543060 1 96 gi| 219857374 


RS 2060 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


T-27 16S ribosomal RNA, partial sequence 
Gemmatimonadaceae; 


cteria; Proteobacteria; Alphaproteobacteria; 


in A-1BS 16S ribosomal RNA, partial sequence 


1486230 14876 
biaceae; 


acteria; Gammaproteobacteria; Aeromonadales; 
Bacteria_16S 


219878114 


Rhizobi 
219857484 


228719132 
13619 


228719040 
13648 


228718299 
13709 


228717469 
Ocean 


228717274 

13801 
Beije 
228715764 


228715357 
13980 


224581447 
14160 
ales; Pseu 
224581424 
sequence 
Rho 


219857250 
ria; Rhizo 
219857235 
R 


219846691 
14952 


Aer 
219878113 
1 sequence 


Rhizobiales; 


Rhodobacteraceae; 


Rhodobacteraceae; 


Phyllobacteriaceae; Aminobacter. 
ref|NR_025253.1| Mesorhizobium 

1242462 1243864 Mesorhizobium 
ales; Phyllobacteriaceae; Mesorhizobium. 
ref|NR_025072.1| Amycolatopsis rubida 
80 Amycolatopsis rubida Bacteria; 
eae; Pseudonocardiaceae; Amycolatopsis. 
ref|NR_027580.1| Octadecabacter 
76 1363364 Octadecabacter antarcticus 307 
Octadecabacter. 
ref|NR_027578.1| Nitrobacter 
67 1366328 Nitrobacter hamburgensis X14 


Bradyrhizobiaceae; Nitrobacter. 


ref|NR_027572.1| Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
Oceanicola. 
ref|NR_027563.1| Oceanibulbus indolifex 
ibulbus indolifex HEL-45 Bacteria; 
aceae; Oceanibulbus. 

ref|NR_027561.1] Methylocella 

15 1381523 Methylocella silvestris BL2 
rinckiaceae; Methylocella. 
ref|NR_027539.1| Methylobacterium 


1396599 1398033 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 


ref|NR_027529.1| Gemmatimonas 

84 1399529 Gemmatimonas aurantiaca T-27 
Gemmatimonas. 
ref|NR_027229.1| Saccharomonospora 
93 1417582 Saccharomonospora glauca 
donocardineae; Pseudonocardiaceae; 


ref|NR_027205.1| Thalassobacter 
1443876 1445340 Thalassobacter 
dobacterales; Rhodobacteraceae; 


ref |NR_024880.1| Mesorhizobium 
1484704 1486179 Mesorhizobium 
biales; Phyllobacteriaceae; 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026283.1| Tolumonas auensis DSM 
67 1496682 Tolumonas auensis DSM 9187 
omonadaceae; Tolumonas. 

NR_025252.1| Mesorhizobium 

1514694 1516108 Mesorhizobium 
zobiales; Phyllobacteriaceae; 


ref|NR_024966.1| Saccharothrix 
e 1535864 1537375 Saccharothrix 
tales; Pseudonocardineae; 


ref|NR_024963.1| Actinokineospora 
ce 1540535 1542044 Actinokineospora 
etales; Pseudonocardineae; 


ref|NR_024962.1 


Actinokineospora 


diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 


diospyrosa Bacter 
Actinosynnematace 


ia; 


ae; Actinokineospora. 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


13202 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


13202 


lusatiensis strai 
Bacteria; 


13202 


faecalis strain g 
Bacteria; 


13202 


strain JCM 9114 1 


13202 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


13202 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


13202 


strain T4 16S rib 


13202 


strain DSM 5901 1 


13202 


DSM 5900 16S ribo 
Alphaproteobacter 


13202 


VKM B1479 16S rib 


13202 


gallinifaecis str 
gallinifaecis Bac 


13202 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


13202 


aridum subsp. 


Actinomycetales; 


13202 


albatum strain R 
Bacteria; Actinob 
Kibdelosporangium. 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ifer group; 


1563819 1563914 1 


1569836 1569895 2 


1572854 1572913 2 


1575907 1576002 1 


1580442 1580501 2 


CFNEI 156 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteria; 
Sinorhizobium. 


1612614 1612673 2 


1629249 1629308 2 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


1647529 1647588 2 


1649026 1649085 2 


1650518 1650577 2 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


1656663 1656722 2 


1662828 1662923 1 


1664368 1664463 1 


Kibdelosporangium aridum subsp. 


Bacteria_16S 


Bacteria_16S 


Pseudonocardineae; 


1665892 1665987 1 


1673461 1673556 1 


96 


61 


n S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


61 


c 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


96 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


61 


61 


in LMG 22007 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


61 


61 


6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


61 


somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae; 


61 


61 


ain Iso 196 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


96 


ain A 80407 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
e; Kibdelosporangium. 


96 


partial 


gi| 219846103 


in NRRL B-24133 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


219878173 
15690 
Phyll 
219857383 
15720 


gi 
gi 
219856867 


gi 


219878491 
sequence 


gi 


219878468 
sequence 


gi 


gi| 219878457 
1628419 16298 
gi| 219878444 
Acetobacte 
gi|219878443 


Stella. 

gi|219878442 
1649700 16511 
gi|219878437 
Rhiz 


gi|219878433 


gi|219878432 


largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Bradyrhizobiaceae; Rh 


Rhizobiales; 


Rhodobacterales; 


Actinomycetales; 


ref |NR_025693.1 


156296 


ref |NR_025312.1 
obacteriaceae; D 
ref|NR_024971.1 
32 1573475 Rhodop 
ref|NR_024686.1 
Actinosynne 
ref|NR_025251.1 

1579624 158106 
Rhizobiace 


ref|NR_025607.1 
1611794 161320 


ref|NR_025596.1 
34 Methylocella 
ref|NR_025583.1 
raceae; Stella. 
ref|NR_025582.1 
a humosa Bacteri 
ref|NR_025581.1 
ae; Labrys. 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025572.1 

1661967 166345 
Pseudo 


ref|NR_025571.1 


Amycolatopsis 
4 1564361 Amycolatopsis 


Pseudonocardineae; 


Defluvibacter 


18 1570426 Defluvibacter lusatiensis 


efluvibacter. 
Rhodopseudomonas 

seudomonas faecalis 

odopseudomonas. 

Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


Loktanella 
8 Loktanella 


Rhodobacteraceae; 


Methylocella tundrae 


tundrae Bacteria; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Kibdelosp 


96 


761-7 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


96 


219878431 
16650 
Pseu 


gi 


gi|219878426 


orangium. 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


ref|NR_025565.1 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 
13202 
balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 
13202 
keratiniphila sub 


Bacteria_16S 


Bacteria_16S 


e; Amycolatopsis. 
1674984 1675079 1 96 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


1676483 1676578 1 96 


gi 


rain ST101170 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


sp. nogabecina strain DSM 44586 16S ribosomal RN 


sequenc 
Actino: 


219878425 
sequence 


Actinomyc 


219878424 


e 1672599 1674076 Amycolatopsis 
mycetales; Pseudonocardineae; 


ref|NR_025564.1| Amycolatopsis 
1674127 1675575 Amycolatopsis 
etales; Pseudonocardineae; 


ref|NR_025563.1 
A, partial sequence 


Amycolatopsis 
1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
13202 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
13202 
strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 

13202 
strain R-8904 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; 
1678000 1678095 1 96 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1679521 1679616 1 96 gi 
17 16S ribosomal RNA, partial sequence 


1711664 1711723 2 61 
ribosomal RNA, partial sequence 


gi 


13202 


1726846 1726941 1 96 


gi 


acteria; Actinobacteridae; Actinomycetales; 


1710844 17122 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
Bacteria_16S 


Amycolato 

219878423 
sequence 

Actinomyc 


219878422 
16786 
Pseu 


219878400 


psis. 

ref|NR_025562.1| Amycolatopsis 
1677147 1678610 Amycolatopsis 

etales; Pseudonocardineae; 


ref|NR_025561.1| Amycolatopsis japonica 
61 1680145 Amycolatopsis japonica 
donocardineae; Pseudonocardiaceae; 


ref|NR_025539.1| Loktanella salsilacus 
58 Loktanella salsilacus Bacteria; 
aceae; Loktanella. 


219878390 


rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 


ref|NR_025529.1| Mycobacterium 
1725987 1727471 Mycobacterium 


rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


13202 


entericus strain 


Bacteria_16S 


entericus Bacteria; 


13202 


Bacteria_16S 


aridum strain DSM 


Kibdelosporangium. 
13202 
strain SE3104 16S 


Bacteria_16S 


1764979 1765069 4 


Firmicutes; 
1816507 1816602 1 


1851664 1851723 2 


94 


96 


61 


ribosomal RNA, partial sequence 


gi 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 


Bacteria_16S 


1868313 1868372 2 


61 


gi 


219878361 


CECT 5353 16S ribosomal RNA, partial sequence 


Lactobacillales; Streptococcaceae; 


219878325 


43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219878301 


1850849 18521 


219878289 


Rhodospirillaceae; 


asaccharovorans strain TE2 16S ribosomal RNA, partial s 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobact 


Chelatococcus. 
13202 Bacteria_ 
halophila strain 


16S 1886791 1886886 1 96 gi 


DSM 44411 16S ribosomal RNA, partial seq 


equence 
eria; 


219878274 
uence 


halophila Bacteria; Actinobacteria; Actinobacteridae; Act 


Pseudonocardiaceae; 
13202 


chacoense strain 
Bacteria; 


13202 


albidoflavus stra 


Bacteria_16S 


Bacteria_16S 


Saccharomonospora. 
1889820 1889879 2 


1926046 1926141 1 


61 


96 


gi 


PR5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


gi 


219878272 


219878244 


in IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 192664 


inomycetales; 


1888988 1890453 Mesorh 
Phyllobacteriaceae; 


albidoflavus Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 


13202 Bacteria_ 


strain CHO01A 16S 


16S 1935182 1935241 2 61 


ribosomal RNA, partial sequence 


gi 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


13202 Bacteria_ 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial s 


fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylob 
Methylobacterium. 

13202 Bacteria_16S 1967127 1967209 2 84 gi| 219878217 |ref|NR_025356.1 
strain BM5 16S ribosomal RNA, partial sequence 1966261 19677 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chroma 


16S 1939644 1939703 2 61 gi 


Actinomycetales; 


219878238 
1934336 1935749 Campylobacter 
Campylobacteraceae; 
219878235 
equence 


tiaceae; 


13202 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


13202 


strain ATCC 15257 
Bacteria; 


13202 


strain ATCC 15253 


13202 


strain DSM 169 16 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1970034 1970093 2 


2022101 2022160 2 


2023590 2023649 2 


2029638 2029697 2 


61 


61 


61 


61 


S ribosomal RNA, partial sequence 


gi 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


gi 


219878215 


ain GSF71 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


219878181 
20212 


219878180 
20227 


219878176 


2028754 20301 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


13202 


strain IBS 506 16 


Bacteria_16S 


2075583 2075642 2 


61 


S ribosomal RNA, partial sequence 


gi 


219878139 


2074760 20762 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


13202 


strain IBS 382 16 


Bacteria_16S 


2084836 2084895 2 


61 


S ribosomal RNA, partial sequence 


gi 


219878133 


2084014 20854 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


13202 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


13202 


Bacteria_16S 


Bacteria_16S 


palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 


Pseudonocardiaceae; 
13202 
strain YIM 90001 


13202 
inexpectatum strain 


Albidovulum. 
13202 


Bacteria_16S 
16S rib 
Actinobacteria; Actinoba 
Bacteria_16S 


Bacteria_16S 


2098471 2098530 2 


2139469 2139564 1 


Amycolatopsis. 
2150041 2150136 1 


2153004 2153063 2 


FRR-10 16S ribosomal RNA, partial s 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacte 


2157525 2157620 1 


61 


96 


96 


61 


96 


gi 


gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteri 


gi 


gi 


gi 


219878123 


in NL21 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


219857642 
sequence 
dae; 


219857635 


osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseu 


donocardin 
219857633 
equence 

ria; Rhodo 


219857630 


Rhodospirillales; Rh 


Rhizobiales; 


Actinomycetales; 


ref|NR_025500.1 
1764167 176550 
Streptococcus. 
ref|NR_025464.1 


ref|NR_025440.1 


ref |NR_025428.1 
1867493 186885 


ref|NR_025413.1 
1885917 188742 
Pseudonoca 


ref |NR_025411.1 


ref |NR_025383.1 


Pseudon 


ref |NR_025377.1 


ref |NR_025374.1 
1938810 194024 


Thiocapsa. 
ref |NR_025354.1 
1969231 197053 


ref |NR_025320.1 
81 2022719 Caulob 
7 


ref|NR_025319.1 
70 2024208 Caulob 
Caulobact 
ref|NR_025315.1 
Chromatium. 
ref|NR_025278.1 


Bartonella. 
ref|NR_025272.1 


Bartonella. 
NR_025262.1 
2097632 209908 
Phylloba 


ref |NR_025231.1 
2138615 214004 


ref|NR_025224.1 
eae; 
ref|NR_025222.1 

2152193 215360 
bacterales; 


Streptococcus 
1 Streptococcus 


Kibdelosporangium 
osporangium aridum 


Pseudonocardineae; Pseudonocardiaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
Roseospira. 


Chelatococcus 
8 Chelatococcus 


Rhizobiales; Beijerinckiaceae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Mesorhizobium 
izobium chacoense 


Mesorhizobium. 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Chromatium okenii 


44 Chromatium okenii Bacteria; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Amycolatopsis 
1 Amycolatopsis 


Pseudonocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


ref |NR_025219.1 


Streptomonospora alba 


strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 


Streptosporangineae; Nocardiopsaceae; 


13202 Bacteria_16S 2159003 2159062 2 61 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

13202 Bacteria_16S 2166640 2166735 1 96 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

13202 Bacteria_16S 2245396 2245455 2 61 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

13202 Bacteria_16S 2270153 2270244 4 95 gi|219857553|ref|NR_025141.1]| Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

13202 Bacteria_16S 2292876 2292935 2 61 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

13202 Bacteria_16S 2295852 2295911 2 61 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

13202 Bacteria_16S 2297318 2297377 2 61 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

13202 Bacteria_16S 2301751 2301810 2 61 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

13202 Bacteria_16S 2332109 2332168 2 61 gi|219857508|ref|NR_025096.1| Helicobacter 
canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

13202 Bacteria_16S 2341105 2341164 2 61 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

13202 Bacteria_16S 2344135 23442301 96 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 


singaporensis Bac 
Nocardioidaceae; 

13202 
strain IBS 325 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
13202 Bacteria_16S 2409464 2409559 1 96 gi| 219857454 
salina strain YIM90002 16S ribosomal RNA, partial sequence 24085 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomonospora. 

13202 Bacteria_16S 2430743 2430838 4 99 gi| 219857437 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ru 
13202 Bacteria_16S 2520001 2520096 1 96 gi| 219857364 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 25206 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterine 
13202 Bacteria_16S 2549755 2549814 2 61 gi| 219857344 
strain C-29 16S ribosomal RNA, partial sequence 2548929 25503 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
13202 Bacteria_16S 2563571 2563630 2 61 gi| 219857335 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequen 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; C 
Helicobacter. 

13202 Bacteria_16S 2568153 2568212 2 61 gi| 219857289 


strain AN1 16S ri 


13202 
thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


Bacteria_16S 


teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2395748 2395807 2 61 

S ribosomal RNA, partial sequence 


e; 


gi 


bosomal RNA, partial sequence 
rh 
2609680 2609775 1 96 gi 
n N1165 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; A 
e; Amycolatopsis. 


219857463 
2394935 23963 


2567339 25687 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


Bacteria_16S 219857259 


izobiace 


nce 
ctinomyc 


Actinomycet 


13202 


strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


13202 


strain ACCC 19665 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


2612780 2612875 1 


2623568 2623627 2 


96 


61 


gi| 219857257 


donocardin 


ales; Propio 


gi|219857249 


nibacterineae; 


ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 
Bartonella. 
ref|NR_025042.1| Streptomonospora 
77 2410105 Streptomonospora salina 
ptosporangineae; Nocardiopsaceae; 
ref|NR_025025.1| Papillibacter 

2429869 2431359 Papillibacter 
minococcaceae; Papillibacter. 
ref|NR_024952.1| Slackia exigua strain 
14 Slackia exigua ATCC 700122 Bacteria; 
ae; Coriobacteriaceae; Slackia. 
ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref |NR_024923.1| Helicobacter 
ce 2562731 2564150 Helicobacter 
ampylobacterales; Helicobacteraceae; 
ref|NR_024920.1| Nitrobacter alkalicus 
17 Nitrobacter alkalicus Bacteria; 
ae; Nitrobacter. 
ref|NR_024890.1| Amycolatopsis 

2608828 2610322 Amycolatopsis 
etales; Pseudonocardineae; 
ref|NR_024888.1| Amycolatopsis alba 
18 Amycolatopsis alba Bacteria; 
eae; Pseudonocardiaceae; Amycolatopsis. 
ref|NR_024879.1| Mesorhizobium amorphae 


2622731 2624203 Mesorhizobium amorphae 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


13202 Bacteria_16S 2634249 2634339 4 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial 
Bacillales; 


alkanoclasticum Bacteria; 
13202 Bacteria_16S 
strain CIP 103464 


Firmicutes; 
2640368 2640463 1 


13202 Bacteria_16S 
strain CMRI H02 1 
Proteobacteria; 
13202 Bacteria_16S 
terrae strain IFO 


2671973 2672032 2 


2760407 2760502 1 


Actinokineospora. 
13202 Bacteria_16S 
strain IFO 12513 


2799516 2799611 1 


13202 Bacteria_16S 2808647 2808742 1 


campanulatus strain IFO 12511 16S ribosomal RNA, partial 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 
13202 Bacteria_16S 2810143 2810234 4 


S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


13202 Bacteria_16S 2816132 2816227 2 


alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudomonas. 


13202 Bacteria_16S 2891364 2891459 1 


capillaceus strain K95-5561 16S ribosomal RNA, partial 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 
13202 Bacteria_16S 2926358 2926417 2 


94 


96 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


61 


6S ribosomal RNA, partial sequence 2671138 26725 
Epsilonproteobacteria; Campylobacterales; 


96 


15668 16S ribosomal RNA, partial sequence 27 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


96 


16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


96 


95 


97 


96 


61 


carotinifaciens strain E-396 16S ribosomal RNA, 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


13202 Bacteria_16S 2939906 2940001 1 


96 


IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


13202 Bacteria_16S 2971733 2971828 2 


resinovorans strain LMG 2274 16S ribosomal RNA, partial 


resinovorans Bacteria; 
Pseudomonas. 
13202 Bacteria_16S 


Proteobacteria; 


2994550 2994609 2 


larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; 


97 


Gammaproteobacteria; 


61 


Rhizobium/Agrobacterium group; Agrobacterium. 


13202 Bacteria_16S 
immobile strain E 
Bacteria; 
13202 


3026344 3026403 2 


Bacteria_16S 3063002 3063061 2 


mediterraneus strain CH-B427 16S ribosomal RNA, partial 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 
13202 Bacteria_16S 
strain M663-98-1 

Firmicutes; Bacil 
13202 Bacteria_16S 


3067464 3067543 4 


3071842 3071901 2 


strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 


13202 Bacteria_16S 3076310 3076369 2 


strain ORS 992 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


13202 Bacteria_16S 3085527 3085586 2 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


13202 Bacteria_16S 3086972 3087031 2 


denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
13202 Bacteria_16S 


3106442 3106501 2 


61 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 


61 


16S ribosomal RNA, partial sequence 3066573 30679 
lales; Bacillales Family XI. 


2809318 2810728 Asaia 


219857236 
sequence 
Planococcaceae; 

gi|]219857231 
26395 


gi 


219857208 


gi 


219857146 
595 


gi 


219857117 
001 


gi 


219857111 
sequence 
Actinomy 


gi 


gi|219857110 


Asaia. 
219856913 


gi 
Pseudo: 


219856862 
sequence 
Actinomyc 


gi 


gi| 219856839 
complete sequence 
Rh 


gi| 219856830 
2939058 29405 


219846942 
sequence 
Pseud 


gi 


gi| 219846927 


Rhizob 


219846906 
30255 
Cc 
219846880 
sequence 
Rhod 


gi 


gi 


Helicob 


Pseu 


12 2640976 Mycob 
eae; 
ref 
55 Helicobacter 
acteraceae; 
ref 
56 2761026 Actin 
donocardineae; 


ref 
36 Actinoplanes 
neae; 
ref 


cetales; 


ref 
siamensis Bacteria; 


ref 
monadales; 
ref 
etales; 
ref 
odobacterales; 
ref 


28 Lentzea albida Bacteria; 


eae; Actinosynnemataceae; 


ref 
omonadales; 
ref 
iales; 
ref 
10 3026975 Phenyl 
aulobacteraceae; 


ref 


obacterales; 


NR_024836.1 


NR_024774.1 


NR_024745.1 


NR_024739.1 
2807796 280926 


NR_024738.1 


NR_024734.1 
2815260 281674 


NR_024681.1 
2890502 289195 


NR_024658.1 
2925520 292697 


NR_024649.1 


NR_026534.1 
2970861 297232 
Pseu 


NR_026519.1 
2993732 299516 
Rhizobiac 


NR_026498.1 


NR_026472.1 
3062186 306360 
Rho 


ref|NR_024864.1| Planomicrobium 
2633347 2634791 Planomicrobium 

Planomicrobium. 

ref|NR_024859.1| Mycobacterium alvei 


acterium alvei Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Helicobacter ganmani 


ganmani Bacteria; 
Helicobacter. 


Actinokineospora 


okineospora terrae 
Actinosynnemataceae; 


Actinoplanes lobatus 


lobatus Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes 
7 Actinoplanes 


Micromonosporineae; 


Asaia siamensis strain 
Proteobacteria; 


Pseudomonas 
8 Pseudomonas 


Pseudomonadaceae; 


Actinoplanes 
8 Actinoplanes 


Micromonosporineae; 


Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Lentzea albida strain 


Lentzea. 
Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Agrobacterium 
8 Agrobacterium 
eae; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Sulfitobacter 

0 Sulfitobacter 
dobacteraceae; 


83 gi|219846877|ref|NR_026469.1| Gemella palaticanis 

47 Gemella palaticanis Bacteria; 
Incertae Sedis; Gemella. 
61 gi|219846874|ref|NR_026466.1| Methylocella palustris 


61 


61 


61 


61 


gi|219846871 
3075492 30769 
R 


gi|219846865 


gi|219846864 


sequence 


e; 


Rhodobacterales; 


Rhodobacterales; 


gi|219846851 


locella palustri 
ref 
24 Rhizobium undicola Bacteria; 


hizobium/Agrobac 
ref 


ref 


ref 


Methylocella. 
NR_026463.1 


NR_026457.1 
3084717 308611 
Rhod 


NR_026456.1 
3086162 308755 
Rho 


s Bacteria; 
Rhizobium undicola 


terium group; Rhizobium. 
Paracoccus 

1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


NR_026443.1 


Aquamicrobium defluvii 


strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 


13202 
strain N2 16S rib 


Proteobacteria; Alphapro 


13202 


Bacteria_16S 


3107919 3107978 2 61 
osomal RNA, complete sequence 
teobacteria; Rhodobacterales; 
3109383 3109442 2 61 


gi 


Rho 


219846850 
3107102 31085 
dobacter 
219846849 


strain N1 16S rib 
Proteobacteria; Alphapro 


13202 


Bacteria_16S 


Bacteria_16S 


osomal 


RNA, 
teobacteria; 
3131918 3131977 2 


complete sequence 


Rhodobacterales; 


61 


gi 
3108566 31099 
Rho 


gi| 219846834 


dobacter 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 
13202 
strain A901/1 16S 
Proteobacteria; A 
13202 
deleyianum strain 


Sulfurospirillum 


Campylobacteracea 
13202 
pontiacus ChLG-10 
Bacteria; Proteob 
13202 
arcachonense stra 
arcachonense Bact 
Sulfurospirillum. 
13202 
heliothermus stra 
heliothermus Bact 
Antarctobacter. 
13202 
strain Ekho Lake- 
Proteobacteria; A 
13202 
magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 
13202 
kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 
13202 
bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 
13202 
strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 
13202 
strain DSM 44183 


13202 
parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 
13202 
austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 
13202 
strain DZZM 328 1 


Corynebacterium. 
13202 
strain LMG 7837 1 
Proteobacteria; A 
Sinorhizobium. 
13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


M 44385 Bacteria; Actinobacteria; Acti 


Bacteria_16S 


Bacteria_16S 
A 16S ribosomal RNA, partial sequence 


Bacteria_16S 


teria; Actinobacteria; Actinobacterida 
Bacteria_16S 


train ATCC 33464 16S ribosomal RNA, pa 


Bacteria_16S 


Bacteria_16S 


n LMG 1 
ria; Pr 


1892 16S ribosomal RNA, partial 
oteobacteria; Alphaproteobacter 


s 
ia 


3134908 3134967 2 61 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; 
3137932 3137991 2 61 gi 
Spirillum 5175 16S ribosomal RNA, par 
deleyianum Bacteria; P 
Sulfurospirillum. 
3143983 3144042 2 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3159347 3159406 2 61 gi 
in F1F6 16S ribosomal RNA, partial seque 
eria; Proteobacteria; Epsilonproteobacte 


gi 


Rho 


e; 
61 gi 


3162310 3162369 2 
in EL-2 
eria; P 


61 gi 
19 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


eq 
ri 


3163770 3163829 2 
172 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; Rho 
3198941 3199000 2 61 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


61 gi 


ia 
ct 


3200482 3200577 1 96 gi 
rain CCUG 35717 16S ribosomal RNA, parti 
no 
e; Corynebacterium. 

3212390 3212449 2 61 gi 
in CCUG 35045 16S ribosomal RNA, parti 


eria; Proteobacteria; Epsilonproteobac 


al 
te 


3224571 3224666 1 96 


gi 


acteria; Actinobacteridae; Actinomycetal 


3336694 3336789 1 96 


gi 
ne 
3338203 3338298 1 96 gi 
ain DSM 43528 16S ribosomal RNA, partial 
e; 
Mycobacterium. 


3339715 3339810 1 96 


gi 
re 
acteria; Actinobacteria; Actinobacterida 


Mycobacterium. 


’ 


219846832 
3134094 31355 
dobacter 
219846830 
tial seque 
roteobacteria; Epsilonproteobacteria; Campylobacterales; 


219846826 


terales; 
219846816 
nce 

ria; 


219846814 
uence 


a; 


219846813 


219846788 


al 
bac 


219846780 
sequenc 
Campylo 


219846771 


es; 


219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


bac 


219846693 


se 


219846692 


ial 
e; 


3436269 3436364 1 96 


gi 


3603814 3603873 2 61 gi 


lphaproteobacteria; Rhizobiales; Rhizo 


3629274 3629369 2 97 


219846619 
6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
219846504 
6S ribosomal RNA, partial sequence 3602996 36044 
biaceae; 


equence 
Rhizob 


dobacter 
219846789 
1 sequen 
eria; 


ria; 


31431 


ss 


Rhodo 


31629 


Rh 


seque 
terid 


32236 


Acti 


terin 


quenc 


Actinomycet 


sequ 
Actin 


s 


Rhodo 


ampylo 


strain DSM 50071 
Bacteria; 


13202 


strain MIT 95-1707 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Bacteria_16S 


Proteob 
Bacteria_16S 


16S ribosomal RNA, 
acteria; Gammaproteobacteria; Pseudomo 


3635368 3635427 2 


complete sequence 


61 


219846486 
36283 
nadales; P 


gi 


ref|NR_026442.1 


acea 
ref 


e; Rhodovul 
NR_026441.1 


acea 
ref 


e; Rhodovul 
NR_026426.1 
131100 31325 
iales; Phylloba 


w 


ref|NR_026424.1 

acea 
ref 

nce 


e; Paracocc 
NR_026422.1 
313708 


ref|NR_026418.1 
69 3144565 Sulfi 
bacteraceae 
NR_026408.1 
158497 315992 
bacterales; 


ref 
3 


ref|NR_026406.1 
161511 316291 


bacterales; Rho 


Ww 


ref|NR_026405.1 
aceae; Roseovari 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref 
nce 
ae; 


NR_026380.1 
319961 
Actinomyceta 


ref |NR_026372.1 
e 3211554 321297 
bacterales; 


ref |NR_026363.1 
89 3225098 Actin 
nomycineae; Acti 
ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


ref|NR_026211.1 


eae; Corynebacte 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 


gi| 219846482 


ref |NR_026074.1 


Helicobactera 


3 
c 


t 
; 


61 3164378 Roseov: 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 
um. 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
um. 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
u 


s. 
Sulfurospirillum 
4 3138514 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Antarctobacter 
0 Antarctobacter 


dobacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Helicobacter 
4 Helicobacter 


Helicobacteraceae; 


Actinomyces europaeus 


omyces europaeus 


nomycetaceae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


nebacterineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Helicobacter rodentium 


3634529 3635951 Helicobacter rodentium 


ceae; Helicobacter. 


13202 


strain USDA 1844 


13202 


strain Inkinen 16 


13202 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


13202 


strain H152 16S r 


13202 


arcticus strain 2 
Bacteria; 


13202 


strain CNS 2-75 1 


13202 


strain LRB 8581 1 


13202 


strain UPM-Ca7 16 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3646064 3646123 2 


3647556 3647615 2 


3655238 3655297 2 


ain Ben103 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobacteria; 


3656715 3656774 2 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 


3682686 3682745 2 


38 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


3684139 3684198 2 


3697728 3697787 2 


3800971 3801030 2 


61 


61 


S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


61 


61 


61 


61 


61 


61 


S ribosomal RNA, partial sequence 


gi|219846474 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 


gi| 219846473 
3646715 36481 


gi| 219846468 
partial sequence 

gi| 219846467 

3655877 36573 


gi|219846449 
sequence 36818 


Rhodobacterales; Rhodobacteraceae; 


gi|219846448 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


gi| 219846438 


6S ribosomal RNA, partial sequence 3696887 36983 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


gi| 219846362 
3800153 38015 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


13202 


strain Hh-2 16S r 


13202 


strain B62 16S ri 


13202 


strain ST1 16S ri 


13202 


strain CS1 16S ri 


13202 


hominis strain 65 
Bacteria; 


13202 


nitrofigilis stra 
Bacteria; 


13202 


strain F9251 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, 


3802482 3802541 2 


3810069 3810164 2 


3822404 3822463 2 


3826985 3827044 2 


3828551 3828641 4 


3869299 3869358 2 


3894049 3894108 2 


61 


ibosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


97 


complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


61 


bosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


61 


bosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


94 


73 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


61 


in CI 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


61 


ribosomal RNA, partial sequence 


gi| 219846361 
3801626 38030 


gi| 219846356 
3809177 38107 


gi| 219846348 
3821543 38230 


gi|219846345 
3826129 38276 


gi| 219846344 
38276 


gi| 219846316 
38684 


gi| 219846299 
3893217 38946 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


13202 


strain HAR-13 16S 


13202 


strain B9 16S rib 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


3895646 3895737 4 


3898711 3898770 2 


osomal RNA, partial sequence 


95 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


61 


gi| 219846298 
3894733 38962 


gi| 219846296 
3897893 38992 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


13202 


oligotrophica str 
oligotrophica Bac 


13202 


strain DM-82 16S 


Bacteria_16S 


Bacteria_16S 


3912371 3912430 2 


3938010 3938069 2 


61 


61 


ribosomal RNA, partial sequence 


gi| 219846286 


ain S58 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


Rhiz 
gi|219846267 
3937190 39385 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


13202 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


13202 


strain BN 126 16S 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3939447 3939506 2 


TK 0001 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteria; 


3940902 3940961 2 


3954219 3954278 2 


61 
co. 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


61 


gi|219846266 
mplete sequence 
Rhizobi 


gi|219846265 
3940082 39414 
Rhodobiaceae; 
gi|219846256 


sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 


Bacteria; Proteobacteria; Alphaproteobacteria; 


13202 


strain MB-G2 16S ribosomal RNA, partial sequence 


Bacteria_16S 


3955658 3955717 2 


61 


Rhodobacterales; R 
gi|219846255 


Helicobacteraceae; 


Rhodobacterales; Rho 


Helicobacteraceae; 


Helicobacteraceae; 


Helicobacteraceae; 


Helicobacteraceae; 


ref|NR_026066.1 


ref|NR_026065.1 
55 Helicobacter 
Heli 
ref|NR_026060.1 

3654403 365582 


ref|NR_026059.1 


ref |NR_026040.1 
64 3683252 Octade 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
13202 Bacteria_16S 4063352 4063447 1 96 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

13202 Bacteria_16S 4108674 4108733 2 61 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

13202 Bacteria_16S 4134539 4134598 2 61 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

13202 Bacteria_16S 4165547 4165606 2 61 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

13202 Bacteria_16S 4166991 4167050 2 61 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

13202 Bacteria_16S 4168473 4168532 2 61 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

13202 Bacteria_16S 4211009 42111041 96 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

13202 Bacteria_16S 4223226 4223285 2 61 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

13202 Bacteria_16S 4232293 4232352 2 61 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

13202 Bacteria_16S 4239840 4239899 2 61 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
13202 Bacteria_16S 4241299 4241358 2 61 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
13202 Bacteria_16S 52404 52494 4 94 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

13202 Bacteria_16S 55446 55536 4 94 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

13202 Bacteria_16S 69047 69141 1 95 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

13202 Bacteria_16S 92951 93041 4 94 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

13202 Bacteria_16S 111381 111471 4 94 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

13202 Bacteria_16S 125228 125306 4 82 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 


moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 


13202 Bacteria_16S 131268 131346 4 82 gi| 265678975 |ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

13202 Bacteria_16S 182981 183059 4 82 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 189220 189310 4 94 gi|265678937|ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 195273 195367. 2 96 gi| 265678933 |ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 

13202 Bacteria_16S 323198 323276 4 82 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

13202 Bacteria_16S 340342 340432 4 94 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

13202 Bacteria_16S 376012 376102 4 94 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 

13202 Bacteria_16S 388303 388393 4 94 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

13202 Bacteria_16S 392964 393054 4 94 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

13202 Bacteria_16S 423791 423881 4 94 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 433107 433197 4 94 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

13202 Bacteria_16S 483564 483654 4 94 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
13202 Bacteria_16S 492907 493001 2 96 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

13202 Bacteria_16S 524967 525061 1 95 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

13202 Bacteria_16S 543275 543365 4 94 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

13202 Bacteria_16S 567756 567850 1 95 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

13202 Bacteria_16S 585749 585839 4 94 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 606823 606913 4 94 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

13202 Bacteria_16S 632732 632822 4 94 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

13202 Bacteria_16S 643530 643620 4 94 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
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16S 702381 702471 4 94 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
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Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

13202 Bacteria_16S 766834 766924 4 94 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

13202 Bacteria_16S 788336 788430 1 95 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 
strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

13202 Bacteria_16S 797520 797610 4 94 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

13202 Bacteria_16S 812934 813012 4 82 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
13202 Bacteria_16S 855294 855388 1 95 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

13202 Bacteria_16S 877991 878085 1 95 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


strain AS4.0578 1 


6S ribosomal RNA, partial sequence 877138 87856 


3 Lentzea flaviverrucosa Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
13202 Bacteria_16S 880998 881092 1 95 gi|265678458|ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 

13202 Bacteria_16S 899347 899437 4 94 gi|265678445|ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

13202 Bacteria_16S 902442 902520 4 82 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

13202 Bacteria_16S 984098 984188 4 94 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

13202 Bacteria_16S 995052 995142 4 94 gi|265678381|ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

13202 Bacteria_16S 1031503 1031597 1 95 gi| 265678357 |ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

13202 Bacteria_16S 1046945 1047035 4 94 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

13202 Bacteria_16S 1048423 1048517 1 95 gi|265678346|ref|NR_028648.1| Micromonospora eburnea 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 1049049 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

13202 Bacteria_16S 1059024 1059114 4 94 gi| 265678338 |ref|NR_028640.1| Deferribacter 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

13202 Bacteria_16S 1079863 1079945 4 86 gi| 265678323 |ref|NR_028625.1| Acetobacter orientalis 
strain 21F-2 16S ribosomal RNA, partial sequence 1079018 1080418 Acetobacter orientalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

13202 Bacteria_16S 1087440 1087530 4 94 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

13202 Bacteria_16S 1096473 1096555 4 86 gi|265678312|ref|NR_028614.1| Acetobacter 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 1095628 1097070 Acetobacter 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

13202 Bacteria_16S 1100963 1101041 4 82 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 1140441 1140519 4 82 gi|253680763|ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 

13202 Bacteria_16S 1145000 1145094 2 96 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
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subsp. paredis st 
socranskii subsp. 
13202 
subsp. buccale st 
socranskii subsp. 
13202 
magneticus strain 
Bacteria; Proteob 
13202 
cibinongensis str 
cibinongensis Bac 
Acetobacter. 
13202 
strain s840-96-2 
Firmicutes; Clost 
13202 
antarcticus strai 
Bacteria; Firmicu 
13202 
strain LM 036 16S 


13202 
endolithica strai 
endolithica Bacte 
Micromonosporacea 
13202 


saccharolyticum subsp. saccharolyticum strain DSM 6643 
1498218 Halanaerobium saccharolyticum subsp. sac 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

13202 Bacteria_16S 1523094 1523184 4 94 gi 


strain OMZ833 16S 
Spirochaetes; Spi 
13202 
matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 
13202 
strain CCUG 47334 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1149534 1149624 4 94 
ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
1155499 1155589 4 94 gi 
16S rib 
tes; Bacillales; Bacillaceae; 
1158505 1158595 4 94 
1 RNA, partial sequence 
Deinococci; Thermales; 
1160048 1160138 4 

71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1172220 1172310 4 94 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 


gi 


Oceanoba 
gi 


Thermaceae; 
94 gi 


1176791 1176869 4 

osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1204020 1204114 1 95 gi 
13280 16S ribosomal RNA, partial seque 
Coriobacteridae; Coriob 


82 gi 


1218980 1219074 1 95 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1223544 1223634 4 94 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1252170 1252260 4 94 gi 
rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; Spirochaetes; Spiro 
1253697 1253787 4 94 gi 
rain ATCC 35534 16S ribosomal RNA, par 
buccale Bacteria; Spirochaetes; Spiro 
1368881 1368971 4 94 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1406393 1406475 4 86 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


1418506 1418596 4 94 gi 


ridia; Clostridiales; Clostridiales Fa 
1435468 1435558 4 94 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1440100 1440194 1 95 gi 
ribosomal RNA, partial sequence 


1452227 14523211 95 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1497626 1497704 4 


82 gi 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
1532229 1532323 1 95 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 


1222664 12241 


253680757 


1148654 11501 


Geovibrio 
253680753 


osomal RNA, partial sequence 1154576 11561 


cillus. 
228721491 


1157686 1159115 Meiot 
Meiothermus. 


228721485 

11591 
7 Peptococ 
228719312 
ence 11713 
istia; Syn 


228718376 


1175949 11773 


idiaceae; 
228715356 
nce 12031 
acteriales 


219878368 
12181 
Prop 


ales; 


219878346 


Caminicell 
219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
228718692 
ence 13679 
ibrionales 
219857143 
quence 
eria; 


Rhod 


224581446 


16S ribosomal RNA, partial sequence 1417633 14190 


mily XI. I 
224581431 
ence 14345 


224581428 


1439230 14407 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


donocardin 
224581419 
uence 
Actinomyc 


219846665 
16S riboso 


charolytic 


219857543 


1522207 15236 


a. 
219857427 
tial seque 
e; Actinom 


1614142 1614232 4 94 gi 
16S ribosomal RNA, partial sequence 


219878467 


nibacillus. 


ref|NR_028005.1 


ref|NR_028001.1 


ref|NR_027614.1 
hermus ruber DSM 


ref |NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 
ref|NR_027573.1 
Clostridium. 
ref|NR_027528.1 


62 1204620 Collin 
Coriobacterine 


’ 


ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref|NR_025485.1 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Meiothermus ruber DSM 
1279 Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Luteococcus sanguinis 
occus sanguinis 


Propionibacteriaceae; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


a. 
ref 
nce 
Spi 
ref 
nce 


NR_024869.1 
125128 
rochaetaceae 
NR_024868.1 
125281 
Spirochaetaceae 
ref|NR_027575.1 
77 1369516 Desulf 
Desulfovibrion 
NR_024771.1 
1405568 140698 
irillales; Ac 
ref |NR_027228.1 
ncertae Sedis; H 
ref|NR_027213.1 
76 1436085 Paenib 
ref|NR_027210.1 
eae; Actinosynne 
ref|NR_027200.1 
1451367 145284 
etales; Micromon 


ref 
mal 
um 


NR_026257.1 
RNA, complet 
Bacteria; Fir 


ref |NR_025131.1 


ref 
nce 
ycet 


NR_025015.1 
153135 


ales; Microm 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 

Acetobacter 
1 Acetobacter 
etobacteraceae; 


, 


, 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Paenibacillus 
acillus antarcticus 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Micromonospora 

3 Micromonospora 

osporineae; 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Micromonospora 
9 1532864 Micromonospora 
onosporineae; 


ref|NR_025606.1 


Helcococcus sueciensis 


1613259 1614770 Helcococcus sueciensis 


Incerta 


e Sedis; Helcococcus. 


13202 


strain LMG 21880 
Firmicutes; 


13202 


strain 6AG 16S ri 
Firmicutes; 


13202 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


13202 


strain LMG 1746 1 


13202 


strain LMG 1625 1 


13202 


saalensis strain 
Bacteria; 
Sedimentibacter. 


13202 


agaridevorans str 
agaridevorans Bac 


13202 


agarexedens strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Firmicutes; 


Bacteria_16S 


Bacteria_16S 


agarexedens Bacteria; 


13202 


Bacteria_16S 


Bacillales; 


Bacillales; 


Clostridia; 


teria; 


carmonensis strai 


13202 
stellifer strain 
Bacteria; 


1630773 1630863 4 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


Bacillaceae; 
1688610 1688700 4 


bosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
1710171 1710261 1 


2070 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


1749744 1749826 4 


6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


1751236 1751318 4 


6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


1767922 1768012 4 


ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


1778445 1778535 4 


ain DSM 1355 16S ribosomal RNA, partial 
Bacillales; 


Firmicutes; 
1779994 1780084 4 


n DSM 1327 16S ribosomal RNA, partial 
Firmicutes; 


1790474 1790564 4 


Bacillales; 


94 gi|219878456 


94 gi|219878415 


1687712 16892 
91 219878401 
17093 


gi 


86 gi| 219878374 


86 gi| 219878373 


94 219878359 


17670 


gi 


94 219878351 
sequence 
Paenibacillaceae; 
gi| 219878350 
sequence 
Paenibacillaceae; P 


94 gi| 219878342 


gi 


94 


Corynebacterineae; 


Clostridiales Family 


ref|NR_025595.1 


ref|NR_025554.1 


ref|NR_025540.1 
12 1710793 Coryne 
Cc 
ref|NR_025513.1 
Acetobac 
ref|NR_025512.1 
Acetobac 
ref|NR_025498.1 


74 1768507 Sedime 
XI. Incerta 


ref |NR_025490.1 

1777548 177905 
Paenibacillus. 
ref|NR_025489.1 

1779107 178061 
aenibacillus. 
ref|NR_025481.1 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 
Acetobacteraceae; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 
Acetobacteraceae; 


ter. 
Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Virgibacillus 


Bacteria_16S 


Firmicutes; 


Bacillales; Paenibacillaceae; 


n LMG 20964 16S ribosomal RNA, partial sequence 
carmonensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae 
1801110 1801200 4 94 gi| 219878335 
IS1 16S ribosomal RNA, partial sequence 18002 


Paeni 


; Virgibacillus. 


bacillus. 


1789570 1791087 Virgibacillus 


13202 


decolorationis st 
decolorationis Ba 


13202 


necropolis strain 


Bacteria_16S 


Bacteria_16S 


necropolis Bacteria; 


13202 


strain DSM 497 16 
Firmicutes; 


13202 


capitovis strain 
capitovis Bacteri 
Corynebacteriacea 


13202 


azoreducens strai 
Bacteria; 


13202 


strain DSM 20285 
Firmicutes; 


13202 


strain LMG 18419 
Firmicutes; 


13202 


strain KK19 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


Bacillales; 


Lactobacillales; 


ibosomal RNA, 


1802676 1802766 4 


rain LMG 19507 16S ribosomal RNA, partial sequen 
Bacillales; 


Firmicutes; 
1804245 1804335 4 


LMG 19488 16S ribosomal RNA, 
Firmicutes; 


1842518 1842608 4 


S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
1856117 18562111 


CCUG 39779 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Actinomycet 
e; Corynebacterium. 


1915258 1915348 4 


16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; 


1942732 1942822 4 


16S ribosomal RNA, partial sequence 1941853 19433 
Bacillales; 


Paenibacillaceae; 
2048080 2048170 4 


Bacillales; 


complete sequence 


94 gi| 219878334 
Bacillaceae; Bac 

gi| 219878333 
complete sequence 
Bacillaceae; Virgiba 
94 gi| 219878307 
1841624 18431 


94 


95 219878297 


sequence 


gi 


94 gi| 219878252 


n CM1 16S ribosomal RNA, partial sequence 19143 
Bacillales; Paenibacillaceae; Paenibacillus. 
1918411 1918501 4 94 gi| 219878249 


Pediococcus. 
94 gi| 219878233 
Paenibacillus. 

94 gi| 219878160 
2047168 20487 
Paenibacillus. 


ref|NR_025436.1 
1855266 185659 
ales; Corynebact 


ref |NR_025391.1 


61 1915860 Paenib 


ref |NR_025388.1 


ref|NR_025372.1 
47 Paenibacillus 


ref |NR_025299.1 
07 Paenibacillus 


ref|NR_025474.1| Paenibacillus 

19 1801737 Paenibacillus stellifer 

ref|NR_025473.1| Bacillus 

ce 1801788 1803290 Bacillus 

illus. 

ref|NR_025472.1| Virgibacillus 
1803341 1804862 Virgibacillus 

cillus. 

ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Paenibacillus 
acillus azoreducens 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Firmicutes; 


13202 Bacteria_16S 2077109 2077203 1 95 gi| 219878138 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 


Propionibacteriac 
13202 
strain SW-72 16S 
Firmicutes; Bacil 
13202 
sibiricum strain 
Bacteria; 
13202 


Firmicutes; 
13202 


Bacillales; 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 

strain P-1 16S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 


Paenibacillaceae; 


eae; Propionibacterium. 

2095485 2095575 4 94 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2104681 2104771 4 94 


gi 


gi 


Clostridia; Clostridiales; 
2109141 2109231 4 94 gi 
Clostridiales; 
2127419 2127497 4 


Clostridiaceae; 
82 gi 


Z-7981 16S ribosomal RNA, partial sequen 
Clostrid 
219873437 
2108290 21097 


cl 


219878125 
2094597 20961 


219878117 


ce 21038 
iaceae; 


ostridiu 


219857650 


ref|NR_025277.1| Propionibacterium 
2076251 2077756 Propionibacterium 
etales; Propionibacterineae; 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 


ref|NR_025256.1] Anoxynatronum 

27 2105235 Anoxynatronum sibiricum 
Anoxynatronum. 

ref|NR_026099.2| Clostridium aldrichii 
71 Clostridium aldrichii Bacteria; 

m. 

ref|NR_025239.1| Thioalkalispira 


2126557 2127989 Thioalkalispira 


microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 


13202 


taiwanensis strai 


Bacteria_16S 


taiwanensis Bacteria; 


13202 


daejeonensis stra 
daejeonensis Bact 


13202 


kribbensis strain 
Bacteria; 


13202 


thiodismutans str 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


thiodismutans Bac 
Desulfonatronum. 
13202 Bacteria_16S 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


13202 


brasilensis strai 


Bacteria_16S 


brasilensis Bacteria; 


13202 


strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 


13202 


marinus strain sr 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


teria; 


Synergistetes; 


2193942 2194032 4 


Deinococcus-Thermus; 
2225658 2225748 4 


Firmicutes; 
2227219 2227309 4 


Bacillales; 
2236388 2236478 4 


Proteobacteria; 
2286856 2286934 4 
Proteobacteria; 
2317038 2317128 4 


Firmicutes; Bacillales; 
2324650 2324744 1 


2351659 2351749 4 


Synergistia; 
2359334 2359428 1 


n WR-30 16S ribosomal RNA, partial sequence 


in AM141 16S ribosomal RNA, partial sequence 
Bacillales; 


94 


AM49 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


94 


ain MLF1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


82 


train ARh 2 16S ribosomal RNA, partial 


acteria; Gammaproteobacteria; 


94 


n PBl 72 16S ribosomal RNA, partial sequence 


PB 
95 


4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


94 


12 16S ribosomal RNA, partial sequence 
Synergistales; 


95 


Paenibacillaceae; 
gi|219857581 


Paenibacillus. 
gi|219857575 


219857541 
sequence 


gi 


gi|219857518 
aenibacillaceae; 

gi|]219857513 
23238 


219857493 
23507 


gi 


gi|219857488 


Paenibacillus. 
ref 
2226329 2227839 Paenibacillus kribbensis 


Desulfovibrionales; 
ref 
Chromatiales; 
ref 


Paenibacillus. 
ref 
67 2325209 Corynebacterium casei 
Corynebacterineae; Corynebacteriaceae; 
ref 
96 2352265 Dethiosulfovibrio marinus 
Synergistaceae; Dethiosulfovibrio. 
ref 


australiense stra 
australiense Bact 
Propionibacteriac 
13202 
gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


Bacteria_16S 


eae; Propionibacterium. 


2397238 2397328 4 94 gi 


eria; Firmicutes; Clostridia; 


in LBS3 16S ribosomal RNA, partial sequence 
Clostridiales; 


in LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 235995 
eria; Actinobacteria; Actinobacteridae; 


219857462 


ref 


Clostridiales Famil 


13202 Bacteria_16S 2400269 2400351 2 84 gi|219857460|ref|NR_025048.1 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 240087 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyph 
Hyphomicrobium. 

13202 Bacteria_16S 2403312 2403402 4 94 gi| 219857458 |ref|NR_025046.1 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillo 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

13202 Bacteria_16S 2415702 2415792 4 94 gi|219857450|ref|NR_025038.1 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 241631 


inopinatus Bacter 
Desulfovibrio. 


13202 


strain BD-87 16S 
Firmicutes; 


13202 


sapomandens strai 


Bacteria_16S 


Bacteria_16S 


sapomandens Bacteria; 


13202 


chinjuensis strai 
Bacteria; 


13202 


paradoxus strain 
Bacteria; 


13202 


nitratis strain ALJ12 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 


13202 


orisratti strain 
orisratti Bacteria; 


13202 


strain SR12 16S r 
Firmicutes; 


13202 


Bacteria_16S 
Firmicutes; 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


2426473 2426563 4 


Planococcaceae; 
2429278 2429368 4 


Firmicutes; Clostridia; 
2432282 2432372 4 


Bacillales; 


2441447 2441525 4 


2470302 2470380 4 


2495800 2495878 4 


2558983 2559073 4 


Clostridiales; 
2615947 2616037 4 


ia; Proteobacteria; Deltaproteobacteria; 


94 


ribosomal RNA, partial sequence 


Bacillales; Viridibacillus. 


94 


n DSM 3223 16S ribosomal RNA, partial 


c 
94 


n WN9I 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


82 


ARh1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


82 


82 


ATCC 700640 16S ribosomal RNA, partial 
Lactobacillales; 


94 


ibosomal RNA, partial sequence 


Clostridia; Eubacteriaceae; 


94 


gi|219857441 
2425586 24269 


219857438 
sequence 
lostridiales; 
gi|219857436 
24314 
Paenibacillus. 
gi|219857426 
24405 


gi 


219857403 
24694 


gi 


Desulfovibrionales; 


ref 
98 Viridibacillus neidei Bacteria; 


ref 


Peptococcaceae; 
ref 
10 2432897 Paenib 


ref 
72 2442029 Thioal 
Ectothiorhodospirace 
ref 
12 2470870 Thioalkalivibrio nitratis 


NR_025169.1 


NR_025129.1 
2285990 228738 


NR_025106.1 
2316148 231753 
NR_025101.1 


NR_025081.1 


NR_025076.1 


NR_025050.1 
2396386 239781 


Des 


NR_025029.1 


NR_025026.1 
2428395 242981 
Desu 
NR_025024.1 


NR_025014.1 


NR_024991.1 


94 gi|219857603|ref|NR_025191.1| Meiothermus 
2193088 2194570 Meiothermus 
Deinococci; Thermales; Thermaceae; Meiothermus. 
94 gi|]219857582|ref|NR_025170.1]| Paenibacillus 


8 Paenibacillus 
Paenibacillus 
Desulfonatronum 

8 Desulfonatronum 


Desulfonatronumaceae; 


Thioalkalivibrio 
3 Thioalkalivibrio 


Ectothiorhodospiraceae; 


Paenibacillus 
1 Paenibacillus 


Corynebacterium casei 


Dethiosulfovibrio 


Propionibacterium 
1 Propionibacterium 


Actinomycetales; Propionibacterineae; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Veillonella criceti 
nella criceti Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Viridibacillus neidei 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 
Paenibacillus 
acillus chinjuensis 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Thioalkalivibrio 


Ectothiorhodospiraceae; Thioalkalivibrio. 

gi| 219857386 |ref|NR_024974.1| Streptococcus 

sequence 2494920 2496256 Streptococcus 

Streptococcaceae; Streptococcus. 
gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
2558106 2559614 Eubacterium aggregans Bacteria; 
Eubacterium. 

gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 


strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. 


Incertae Sedis; 


Fusibacter. 


13202 Bacteria_16S 
halotolerans stra 
Bacteria; Firmicutes; 
13202 Bacteria_16S 

campinasensis str 
campinasensis Bac 
13202 Bacteria_16S 
juripiscarius str 
juripiscarius Bac 
13202 Bacteria_16S 
straminisolvens s 
straminisolvens B 
13202 Bacteria_16S 
strain IST7 16S r 
Spirochaetes; Spi 
13202 Bacteria_16S 
strain K97-0003 1 


13202 Bacteria_16S 
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ref |NR_024876.1 
22 2628862 Gracil 
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ref|NR_024831.1 

2678696 268021 
ibacillus. 
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13202 Bacteria_16S 3065944 3066001 4 61 gi|219846878|ref|NR_026470.1 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 30665 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flex 
Hymenobacter. 

13202 Bacteria_16S 3110877 3110967 4 94 gi|219846848|ref|NR_026440.1 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 31114 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae 
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59 Borrelia turcica Bacteria; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus koleovorans 


Halanaerobium 

erobium fermentans 

m. 

Borrelia sinica strain 
ria; Spirochaetes; 


Pullulanibacillus 
2 Pullulanibacillus 


Virgisporangium 
3 Virgisporangium 
porineae; 


Lactobacillus 
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13202 Bacteria_16S 3274383 3274473 4 94 gi| 219846738 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


13202 Bacteria_16S 3275892 3275982 4 94 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

13202 Bacteria_16S 3277411 3277501 4 94 gi|219846736|ref|NR_026328.1| Acetobacterium 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

13202 Bacteria_16S 3278920 3279010 4 94 gi|219846735|ref|NR_026327.1| Acetobacterium 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

13202 Bacteria_16S 3280439 3280529 4 94 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 
strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

13202 Bacteria_16S 3281958 3282048 4 94 gi|219846733|ref|NR_026325.1| Acetobacterium 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 
carbinolicum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

13202 Bacteria_16S 3283482 3283572 4 94 gi|219846732|ref|NR_026324.1| Acetobacterium 
wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

13202 Bacteria_16S 3285007 3285097 4 94 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

13202 Bacteria_16S 3300264 3300358 1 95 gi| 219846721 |ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

13202 Bacteria_16S 3315458 3315548 4 94 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

13202 Bacteria_16S 3318504 3318594 4 94 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

13202 Bacteria_16S 3323050 3323140 4 94 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

13202 Bacteria_16S 3324587 3324681 1 95 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

13202 Bacteria_16S 3326114 3326208 1 95 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

13202 Bacteria_16S 3327635 3327729 1 95 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

13202 Bacteria_16S 3329154 3329248 1 95 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

13202 Bacteria_16S 3330682 3330776 1 95 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
13202 Bacteria_16S 3332210 33323041 95 gi|219846697|ref|NR_026289.1| Pilimelia anulata 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
13202 Bacteria_16S 3341240 33413341 95 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

13202 Bacteria_16S 3342767 3342861 1 95 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

13202 Bacteria_16S 3344286 3344380 1 95 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

13202 Bacteria_16S 3345814 3345908 1 95 gi| 219846687 |ref|NR_026279.1| Micromonospora 
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Halanaerobiales; Halanaerobiaceae; 


13202 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 
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13202 Bacteria_16S 3830045 3830135 4 94 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

13202 Bacteria_16S 3842046 3842124 4 82 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

13202 Bacteria_16S 3851073 3851163 4 94 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

13202 Bacteria_16S 3852582 3852672 4 94 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 
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Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1 RNA, partial sequence 


Lactobacillaceae; Lactobacillus. 


pirochaetaceae; Borrelia; Borrelia bur 
3933693 3933783 4 94 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia. 


gd 


13202 
laevolacticus str 
laevolacticus Bac 
13202 
flavimaris strain 
flavimaris Bacter 
Marinobacter. 

13202 
strain SGT-39 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3958647 3958737 4 94 gi 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
4021054 4021148 2 96 gi 

SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


qu 
ct 


ue 
a; 


4069443 4069521 4 82 
ribosomal RNA, partial sequence 


gi 


219846271 
3932829 39341 


219846253 


219846209 


219846173 
4068567 40700 


3860745 3862279 Lacto 


orferi g 


ence 
obacilla 


nce 


Alteromonad 


bacillus reuteri Bacteria; Firmicutes; 


3904744 3904834 4 94 gi|219846292|ref|NR_025882.1| Paenibacillus 
in NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

3915297 3915387 4 94 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

3916713 3916803 4 94 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
al RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 


roup. 
ref|NR_025861.1| Borrelia miyamotoi 
96 Borrelia miyamotoi Bacteria; 


ref|NR_025843.1 
3957761 395924 
ceae; Sporolacto 
ref|NR_025799.1 
4020178 402167 
ales; Altero 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Marinobacter 

2 Marinobacter 
monadaceae; 


ref|NR_025763.1| Aquicella lusitana 
48 Aquicella lusitana Bacteria; 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

13202 Bacteria_16S 4070970 4071060 4 94 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

13202 Bacteria_16S 4083237 4083327 4 94 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

13202 Bacteria_16S 4191488 4191582 2 96 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

13202 Bacteria_16S 4198938 4199028 4 94 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

13202 Bacteria_16S 4206474 4206552 4 82 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

13202 Bacteria_16S 4209496 4209586 4 94 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

13202 Bacteria_16S 4221784 4221874 4 94 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

13202 Bacteria_16S 4238338 4238432 1 95 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
13202 Bacteria_16S 28085 28142 4 61 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

13202 Bacteria_16S 32771 32864 1 94 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


13202 Bacteria_16S 34294 34387 1 94 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
13202 Bacteria_16S 43151 43244 a: 94 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
13202 Bacteria_16S 44686 44767 1 82 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 
13202 Bacteria_16S 67515 67608 2 95 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 
13202 Bacteria_16S 85437 85530 A 94 gi| 265679006 |ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
13202 Bacteria_16S 88409 88466 4 61 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
13202 Bacteria_16S 99216 99296 2 82 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
13202 Bacteria_16S 117642 117735 1 94 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
13202 Bacteria_16S 158724 158817 1 94 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
13202 Bacteria_16S 178469 178562 2 95 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
13202 Bacteria_16S 192251 192332 1 82 gi|265678935|ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
13202 Bacteria_16S 264084 264141 4 61 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
13202 Bacteria_16S 367027 367108 2 83 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 
13202 Bacteria_16S 368495 368588 1 94 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
13202 Bacteria_16S 398977 399070 1 94 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
13202 Bacteria_16S 403652 403745 1 94 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
13202 Bacteria_16S 409808 409901 1 94 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
13202 Bacteria_16S 425368 425425 4 61 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 
13202 Bacteria_16S 428457 428550 1 94 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
13202 Bacteria_16S 431508 431565 4 61 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 


subsp. 
subsp. 
Roseomonas. 


rosea strain MDA5605 16S ribosomal RNA, partial sequence 
rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


430661 432145 Roseomonas gilardii 


13202 


atlanticus strain 
atlanticus Bacteria; 
Bacteria_16S 


13202 
strain E7107 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
13202 Bacteria_16S 448499 448556 4 61 gi| 265678756 
strain 5424 16S ribosomal RNA, partial sequence 447654 44913 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
13202 Bacteria_16S 462249 462342 1 94 gi| 265678743 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
13202 Bacteria_16S 485107 485164 4 61 gi| 265678728 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequen 


bajacaliforniensi 


13202 
micromati strain 
Bacteria; 
13202 


13202 
Proteobacteria; 


13202 
aquilae strain S- 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
13202 
strain 173-96 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 
ludipueritiae strain 170-96 16S ribosomal RNA, partial 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; 


13202 


Roseomonas. 
13202 


13202 


glaucum Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 
degerlachei Bacteria; 
Bacteria_16S 

strain CR 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
tuberculostearicum strain Medalle X 16S ribosomal RNA, 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Corynebacteriaceae; Corynebacterium. 
Bacteria_16S 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 


443900 443957 4 61 gi 
Bacteroidetes; Flavobacteria; 
446967 447024 4 61 


ribosomal RNA, partial sequence 


gi 


s Bacteria; Spirochaetes; 


520412 520469 4 61 gi 
Flavobacteriale 
61 gi 


Flavobacteria; 
521940 521997 4 


Ss; 


Bacteroidetes; 
537172 537265 1 


Flavobacteria; 


94 gi 


552522 552615 1 94 gi 
613 16S ribosomal RNA, partial sequence 


560129 560186 4 61 
ribosomal RNA, partial sequence 


gi 


561666 561723 4 61 gi 


573764 573857 1 94 gi 


579658 579751 1 94 gi 


265678759 
HTCC2559 16S ribosomal RNA, partial sequence 

Flavobacterial 
265678757 
446125 44760 


Spirochaetales; 
265678705 
R-9192 16S ribosomal RNA, partial sequence 51954 
Bacteroidetes; 
265678704 


Flavobacteria 
265678694 
536318 53780 
Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
265678684 


265678679 
559287 56077 
Acetobacte 
265678678 
sequence 


265678670 
partial se 


265678666 
sequence 

Actinobacteria; Actinobacteridae; Actinomycetal 
Corynebacteriaceae; Corynebacterium. 


Spiroc 


Flavoba 


55170 
Cory 


Rhod 


ref|NR_029064.1| Croceibacter 

443005 444493 Croceibacter 
es; Flavobacteriaceae; Croceibacter. 
ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 
ref|NR_029061.1| Roseomonas gilardii 
5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 
ref|NR_029048.1| Kribbella antibiotica 
4 Kribbella antibiotica Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_029033.1| Spirochaeta 
ce 484221 485741 Spirochaeta 
haetaceae; Spirochaeta. 
ref|NR_029010.1| Flavobacterium 
7 521026 Flavobacterium micromati 
cteriaceae; Flavobacterium. 
ref|NR_029009.1| Flavobacterium 

521077 522551 Flavobacterium 
les; Flavobacteriaceae; Flavobacterium. 
ref|NR_028999.1| Caminibacter profundus 
2 Caminibacter profundus Bacteria; 
Caminibacter. 
ref |NR_028989.1| Corynebacterium 
3 553077 Corynebacterium aquilae 
nebacterineae; Corynebacteriaceae; 


ref|NR_028984.1| Roseomonas rosea 

1 Roseomonas rosea Bacteria; 

raceae; Roseomonas. 

ref |NR_028983.1] Roseomonas 
560822 562307 Roseomonas 


ospirillales; Acetobacteraceae; 
ref|NR_028975.1| Corynebacterium 
quence 572888 574399 Corynebacterium 


tinomycetales; Corynebacterineae; 
ref|NR_028971.1| Corynebacterium 

578821 580286 Corynebacterium 
es; Corynebacterineae; 


13202 Bacteria_16S 599115 599208 1 94 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
13202 Bacteria_16S 600645 600738 1 94 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

13202 Bacteria_16S 602232 602289 4 61 gi|265678651|ref|NR_028956.1| Gelidibacter 


mesophilus strain 
Bacteria; Bactero 
13202 
appendicis strain 


Bacteria_16S 


Flavobacteriale 
94 gi 


idetes; Flavobacteria; 
608327 608420 1 


Ss; 


2SM29 16S ribosomal RNA, partial sequence 60134 


Flavobacteriaceae; 
265678646 
IMMIB R-3491 16S ribosomal RNA, partial sequenc 


4 602854 Gelidibacter mesophilus 


Gelidibacter. 
ref|NR_028951.1| Corynebacterium 
e 607486 608955 Corynebacterium 


appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
13202 Bacteria_16S 619157 619250 1 94 gi|265678639|ref|NR_028944.1| Microbacterium 


aerolatum strain 


Microbacterium. 
13202 
hydrogeniphilus s 


Bacteria_16S 


620605 620698 1 94 gi 
train AM1116 16S ribosomal RNA, partia 


V-73 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678638 
1 sequence 


61837 


Micrococcineae; Mic 


1 619715 Microbacterium aerolatum 
robacteriaceae; 


Caminibacter 
Caminibacter 


ref|NR_028943.1 


19766 621178 


a 


hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
13202 Bacteria_16S 623529 623622 1 94 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 


aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
13202 Bacteria_16S 635790 635883 1 94 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Knoellia. 


13202 


strain HKI 0119 1 


13202 


melanosporofacien 
melanosporofacien 
Streptomycetaceae; 


13202 


strain WoG13 16S 
Firmicutes; 


13202 


strain NCTC 10617 
Proteobacteria; 


13202 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


13202 


strain 216 16S ri 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


637321 637414 1 


656968 657061 1 


666157 666238 4 


Clostridiales; 


682718 682811 2 


705245 705338 1 


708069 708162 1 


94 


94 


85 


ribosomal RNA, partial sequence 
Clostridia; 


95 


94 


94 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Luteococcus. 


gi 


gi 


s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 


gi 


gi 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


gi 


gi 


265678626 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


265678612 


265678605 


665236 66673 
Syntrophomonadaceae; 


265678594 


265678579 


265678577 


707255 70861 


13202 Bacteria_16S 735717 735798 2 83 gi 
histaminiformans strain MR2 16S ribosomal RNA, partial 
histaminiformans Bacteria; Firmicutes; Clostridia; 

13202 Bacteria_16S 741889 741946 4 61 gi 


strain MDA5527 16 


S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


13202 


strain 3-p 16S ri 


13202 


strain Pull 5.3 1 
Proteobacteria; 


13202 


strain AC 615 16S 


13202 


ruestringensis st 
ruestringensis Ba 


13202 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


13202 


strain LSv21 16S 
Proteobacteria; 


13202 


strain DSM 2588 1 
Bacteroidetes; 


13202 


strain IC166 16S 
Bacteroidetes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, 


Sphingobacteria; 


Flavobacteria; 


743384 743441 4 


791435 791516 2 


838774 838867 1 


922594 922653 2 


941060 941117 4 


1028505 1028562 4 


1072538 1072595 4 


61 


bosomal RNA, partial sequence 


83 


94 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


61 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 


61 


6S ribosomal RNA, partial sequence 
Sphingobacteriales; 


61 


ribosomal RNA, partial sequence 
Flavobacteriales; 


61 


gi 


265678558 
sequence 


Clostridiales; 


265678553 


741046 74252 
Acetobacteraceae; 


265678551 


742578 74395 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


gi 


acteria; Actinobacteridae; Actinomycetales; 


gi 


265678518 


complete sequence 790537 79204 
Gammaproteobacteria; Alteromonadales; P 


265678487 


837961 83941 


Streptosporangineae; Streptosp 

864589 864646 4 61 gi| 265678469 |ref|NR_028772.1 

rain Bl 16S ribosomal RNA, partial sequence 863710 865135 
cteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobac 
876487 876580 1 94 gi|265678461|ref|NR_028764.1 

n A25 16S ribosomal RNA, partial sequence 875686 877087 Strept 


265678430 


921679 92319 


Desulfobacterales; 


gi 


gi 


265678418 


940206 94166 
Chitinophagaceae; 


265678359 


1027642 10290 


Flavobacteriaceae; 


gi 


13202 Bacteria_16S 
vladivostokensis 
vladivostokensis 
Vitellibacter. 

13202 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 


Bacteria; Bacteroidetes; 


1078350 1078443 2 95 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 


13202 


Bacteria_16S 


1090526 1090619 1 


94 


gi 


265678329 


strain KMM 3516 16S ribosomal RNA, partial sequence 
Flavobacteria; 


Flavobac 


265678324 
10775 


265678316 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


roseoviolacea Bac 
Streptosporangiac 
13202 


Bacteria_16S 


Nonomuraea. 
1093588 1093669 4 


eae; 


85 gi 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678314 


indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 


indonesiensis Bac 
Acetobacter. 

13202 
strain DF-32 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
13202 


Bacteria_16S 


Bacteria_16S 
halophilum strain 76 16S ribosomal RNA, partial sequence 


1108613 1108706 1 94 
ribosomal RNA, partial sequence 


gi 


1113165 1113258 1 94 gi 


teria; Proteobacteria; Alphaproteobacteria; 


265678303 
1107766 11092 
Streptosporangineae; 


265678300 


ococcineae; 


A, partial 
eridae; Actinomycetales; Streptomycineae; 


Propionibacterineae; 


Rhodospirillaceae; 


sychromonadaceae; 


Streptomycineae; 


Desulfobacteraceae; 


Sphingomonadaceae; 


Rhodospirillales; Ac 


ref|NR_028931.1 


ref |NR_028917.1 
sequence 656132 


ref|NR_028910.1 


ref|NR_028899.1 


Neisseria. 
ref |NR_028884.1 


ref 


NR_028882.1 


ref|NR_028862.1 
734793 736329 


ref|NR_028857.1 


ref|NR_028855.1 
Rhodoci 
ref |NR_028821.1 
3 Psychromonas 


ref |NR_028790.1 


Str 


ref |NR_028732.1 
8 Desulfofrigus 
Desul 
ref |NR_028720.1 
3 Chitinophaga 
Chitinophag 
ref|NR_028661.1 
54 Cellulophaga 
Cellulophaga. 
ref |NR_028631.1 
107168 
teriales; Flavob 
ref |NR_028626.1 
29 1078967 Sphing 
Sphingo 
ref|NR_028618.1 

1089685 109113 
Strept 


ref|NR_028616.1 
1092739 109419 


ref|NR_028605.1 


Streptosp 


Veillonellaceae; 


Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
Intrasporangiaceae; 


Knoellia. 
Streptomyces 
657614 Streptomyces 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 
Pelospora. 


Neisseria lactamica 


681882 683236 Neisseria lactamica Bacteria; 


Friedmanniella 


EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
acteria; Actinobacteridae; Actinomycetales; 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 
ionibacterineae; Propionibacteriaceae; 


Allisonella 
Allisonella 
Allisonella. 
Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 
Roseomonas. 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Psychromonas arctica 


arctica Bacteria; 
Psychromonas. 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Muricauda 

Muricauda 

teriaceae; Muricauda. 
Streptomyces 

omyces scopiformis 
eptomycetaceae; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Cellulophaga algicola 


algicola Bacteria; 


Vitellibacter 
71073086 Vitellibacter 
acteriaceae; 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Nonomuraea 

7 Nonomuraea 
osporangineae; 


Acetobacter 
2 Acetobacter 


etobacteraceae; 


Microbispora corallina 


07 Microbispora corallina Bacteria; 


orangiaceae; 


ref|NR_028601.1 


Microbacterium 


1112307 1113789 Microbacterium halophilum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 


13202 


strain QSSC1-22 1 
Bacteroidetes; 


13202 


strain ES10.1 16S 
Actinobacteria; Actinoba 


13202 


Bacteria_16S 
6S 


Bacteria_16S 


Bacteria_16S 


Flavobacteria; 


riboso 


1125381 1125438 4 


ribosomal RNA, partial sequence 1124514 11259 
Flavobacteriales; 


1131302 1131395 1 


1134315 1134408 1 


61 


94 


mal RNA, partial sequence 
cteridae; Actinomycetales; 


94 


sphenisci strain 


CECT 59 


sphenisci Bacteria; 
Corynebacteriaceae; 
13202 
strain IMMIB R-14 


Bacteria_16S 
34 16S 


Actinobacteria; Actinoba 


13202 Bacteria_16S 1152516 1152597 2 83 gi| 253680755 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 11530 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


13202 


ATCC 700755 16S r 
Bacteria; 


13202 


smaragdinae DSM 1 
11293 Bacteria; 


13202 


ochracea DSM 7271 
7271 Bacteria; 


13202 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae; 


13202 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


13202 


ganghwensis strai 
ganghwensis Bacte 


13202 


strain LM 161 16S 


13202 


thermoviolaceus subsp. thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. ther 
Actinobacteridae; Actinomycetales; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosoma 
Bacteroidetes; 


1293 16 
Spirochaetes; 


ria; 


ribosomal RNA, 


Corynebacterium. 
1147969 1148062 1 


1167604 1167661 4 


Flavobacteria; 
1169143 1169200 4 


1173784 1173841 4 


Flavobacteria; 
1234196 1234289 1 


1256748 1256841 1 


1277722 1277803 2 
Proteobacteria; 


1300236 1300329 1 


1307917 1308010 1 


1374992 1375049 4 


OT-1 16S ribosomal RNA, partial sequence 


Flavobacteria; 


13202 


strain 0S145 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


13202 


bacteriovorus str 


Bacteria_16S 


Bacteria_16S 


Flavobacteriales; 


1382460 1382541 2 


1390011 1390104 2 


bacteriovorus HD100 Bacteria; Proteobacteria; 
Bdellovibrio. 
13202 Bacteria_16S 1412415 1412496 2 


strain B-10-31 16 
Proteobacteria; 


13202 


Bacteria_16S 


1426165 1426258 1 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 14268 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


Streptomyces. 


13202 


Bacteria_16S 


1427730 1427823 1 


94 


61 


1 RNA, partial sequence 


61 


61 


94 


94 


83 


94 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


94 


Streptomycineae; 


61 


1374101 1375614 Kordia algicida OT-1 


Flavobacteriaceae; Kordia. 


83 


Idiomarinaceae; Idiomarina. 

95 gi| 228716586 |ref|NR_027553.1 

sequence 1389197 139049 

Deltaproteobacteria; Bdellovibriona 

83 gi|224581450|ref|NR_027234.1 
1411537 14130 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


94 


94 


coelescens strain 
coelescens Bacter 


Streptomyces. 


13202 


Bacteria_16S 


1450760 1450853 1 


94 


spheniscorum stra 
spheniscorum Bact 


Corynebacteriaceae; Corynebacterium. 


13202 


Bacteria_16S 


1462748 1462841 2 


95 


gi 


Cryomorphaceae; 
gi 
1130448 11319 

Stre 


gi 


gi 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 


gi 


1166738 11681 
Flavobacteriales; 


gi 


S ribosomal RNA, partial sequence 
Spirochaetales; 


gi 


16S ribosomal RNA, partial sequence 
Bacteroidetes; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


ain HD 100 16S ribosomal RNA, partial 


gi 


gi 


AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


gi 


in PG 39 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi 


Str 


224581403 


253680769 


253680767 


90 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


253680758 


228719 


858 


228719 


827 


228719222 


219878266 


rain DSM 13468 16S ribosomal RNA, partial sequence 1233340 12348 
cteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


219857144 


16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycetales; 


219846127 


n JC2041 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219846779 


1299363 13008 
ionibacterineae; 


228721493 


228717906 


228717104 


1381574 13830 


224581441 


224581440 
sequence 


224581420 


224581411 


ptosporangineae; 


11471 


nebacterineae; 
sychromonadaceae; 
Flavobacteriaceae; 


11682 
Spirochaetaceae; 


11729 


Flavobacteriales; 


Actinomycetales; 
Corynebacterineae; 


Alteromonadales; 


16S ribosomal a 
moviolaceus Bacteria; Actinobacteria; 
eptomycetaceae; Cc 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref |NR_027184.1 


ref|NR_028017.1 
04 Nocardiopsis 


NR_028015.1 
133500 11348 


ref 


R 


ref|NR_028006.1 


ref|NR_028003.1 
67 Psychromonas 


ref|NR_027586.1 
92 Psychroflexus 


ref|NR_027585.1 


ref|NR_027581.1 


ref|NR_025405.1 


1 


ref|NR_024772.1 


ref|NR_025717.1 

1276861 127826 
ref |NR_026371.1 
Nocardioi 


NR_027616.1 
RNA, parti 


ref 


Streptomy 


ref|NR_027568.1 


ref|NR_027560.1 


Alg 
NR_027223.1 
1 
Strept 


ref 


ref|NR_027222.1 
1426862 142837 
Streptomy 


ref|NR_027201.1 
1449903 145131 
Coryneb 


8 


Colwelliaceae; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 
Cryomorpha. 


Nocardiopsis exhalans 


exhalans Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Corynebacterium 
1 Corynebacterium 


Corynebacterineae; 


Nocardia ignorata 


15 1148603 Nocardia ignorata Bacteria; 
Nocardiaceae; 


Nocardia. 
Psychromonas kaikoae 


kaikoae Bacteria; 
Psychromonas. 


Psychroflexus torquis 
torquis ATCC 700755 


Psychroflexus. 


Spirochaeta 


43 1169775 Spirochaeta smaragdinae DSM 
Spirochaeta. 


Capnocytophaga 


00 1174354 Capnocytophaga ochracea DSM 
Flavobacteriaceae; 


Capnocytophaga. 
Microbacterium 
7 Microbacterium 


Micrococcineae; 


Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacteriaceae; 


Thalassomonas 

8 Thalassomonas 
Thalassomonas. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Streptomyces 
1 sequence 1307063 
es. 

Kordia algicida strain 
Bacteria; Bacteroidetes; 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


ref|NR_027192.1 


Marinobacter 


bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


13202 
subsp. 
subsp. 


13202 


strain SW32 16S r 
Proteobacteria; 


13202 
subsp. 
subsp. 


13202 


caeruleus subsp. 


Actinomycetales; 


13202 


strain NRRL B-162 


13202 


strain KMM 426 16 
Bacteroidetes; 


13202 


strain KMM 227 16 
Proteobacteria; 


13202 


strain MK27-91F2 


13202 


strain DSM 40258 


albus stra 
albus Bact 
Streptomycetaceae; 


rimosus st 
rimosus Ba 
Streptomycetaceae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1474766 1474859 1 


1484034 14841151 


1488599 1488692 1 


1494609 1494702 1 


94 


2 
in DSM 40313 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


82 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


94 


rain JCM 4667 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


94 


caeruleus strain DSM 44103 16S ribosomal 


gi|219878476|ref|NR_025615.1| Streptomyces albus 
sequence 1473916 1475414 Streptomyces albus 
Actinomycetales; Streptomycineae; 
gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
1483159 1484653 Kushneria marisflavi Bacteria; 
Halomonadaceae; Kushneria. 
gi|219857134|ref|NR_024762.1| Streptomyces rimosus 


complete sequen 


gi|219846703 


Actino: 


RNA, pa 


ref 


ce 1487741 148922 
mycetales; 


rtial sequence 


NR_026295.1 


5 Streptomyces rimosus 


Streptomycineae; 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Flavobacteria; 


1539856 1539949 1 


1544528 1544585 4 


1547543 1547624 2 


1574382 1574475 1 


1589693 1589786 1 


Micromonosporineae; Micromonosporaceae; 


94 


38 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


61 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


83 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


94 


94 


Actinobacteria; Actinobacteridae; Actinomycetales; 


13202 


subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 


13202 Bacteria_16S 1594335 1594428 1 94 gi| 219878482 |ref|NR_025621.1 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 159348 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Streptomycetaceae; Streptomyces. 

13202 Bacteria_16S 1595882 1595975 1 94 gi| 219878481 |ref|NR_025620.1 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 159652 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 

13202 Bacteria_16S 1627766 1627823 4 61 gi|219878458|ref|NR_025597.1 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavob 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flav 
13202 Bacteria_16S 1639840 1639933 1 94 gi|219878450|ref|NR_025589.1 


strain SNG49 16S 


Bacteria_16S 


1592789 1592882 1 


94 


nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; 


Streptomycetaceae; Streptomyces. 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


13202 


strain IBS S6874 
Proteobacteria; 


13202 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


13202 


gelidilacus strai 
gelidilacus Bacte 


13202 


strain DSM 44494 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ria; 


1646069 1646162 2 


1697935 1698028 1 


1713174 1713231 4 


Bacteroidetes; 
1740609 1740702 1 


95 


94 


61 


94 


Actinobacteria; Actinobacteridae; Actinomycetales; 


13202 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


13202 


strain 2825 16S r 
Proteobacteria; 


13202 


strain 525 16S ri 
Proteobacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1743698 1743791 1 


1757467 1757548 2 


1769409 1769502 1 


1770933 1771026 1 


94 


R2A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


83 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


94 


bosomal RNA, partial sequence 
Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


94 


gi| 219857376 


gi| 219857262 


1543657 15451 


Flavobacteriaceae; Arenibacter. 


gi|219857260 


1546665 15481 


gi| 219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi|219878485 


16S ribosomal RNA, partial sequence 1588843 15903 


219878483 
partial 


gi 


1638983 16404 


gi|219878446 


16S ribosomal RNA, partial sequence 1645204 16466 
Gammaproteobacteria; Aeromonadales; Aer 


gi|219878409 


n CF36 16S ribosomal RNA, partial sequence 16970 
acteria; Actinobacteridae; Actinomycetales; 


gi| 219878399 


n R-8899 16S ribosomal RNA, partial sequence 
Flavobacteria; 


gi|219878380 


16S ribosomal RNA, partial sequence 1739732 17412 


219878378 
17428 


gi 


gi|219878367 
1756574 17580 


gi| 219878358 
1768558 17700 


gi|219878357 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 


Couchiop 


15389 


ref 


ref 


ref 


ref 


ref 


s 


ref 
sequ 


Actinobacteridae; Actinomy 


ref 


A 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


lanes. 


40 Streptomyces 
Streptomycineae; 


69 Nocardiopsis 
Streptosporanginea 


56 1698545 Microb 
Micrococ 


1712309 171377 
Flavobacteriales; 


36 Nocardiopsis 
Streptosporangineae; 


31 1744318 Nocard 
Streptosporangineae; 


69 Psychromonas 


NR_024964.1 


NR_024893.1 


NR_024891.1 


Idiomarina. 
NR_024687.1 


Actinosynne 
NR_025624.1 


treptomyceta 


NR_025622.1 
ence 159193 


e; Nocardiop 
NR_025585.1 


eromonas. 
NR_025548.1 


cineae; Micr 
NR_025538.1 


Flavobacter 
NR_025519.1 


Nocardiop 
NR_025517.1 


NR_025506.1 


NR_025497.1 


Crossiella cryophila 


86 1540484 Crossiella cryophila Bacteria; 
Pseudonocardiaceae; 


Crossiella. 
Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Flavobacterium 
acterium frigoris 
obacterium. 
Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 
omonadaceae; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 
Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 
Nocardiopsaceae; 


Psychromonas profunda 


profunda Bacteria; 
Psychromonas. 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 
Nautilia. 


NR_025496.1 


Corynebacterium 


1770072 1771486 Corynebacterium 


felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


13202 Bacteria_ 


strain ISP 5293 1 


13202 Bacteria_ 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


13202 Bacteria_ 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


13202 


13202 


Proteobacteria; 
13202 


halotolerans stra 
halotolerans Bact 


Nocardiopsaceae; 
13202 
13202 


Bacteria; 
13202 


foliorum strain P 
foliorum Bacteria 


Microbacterium. 
13202 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


13202 


Proteobacteria; 
13202 
variabile strain 


variabile Bacteri 
Corynebacteriacea 


13202 


Corynebacterium. 
13202 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 
Bacteria_16S 


13202 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


13202 
strain NNO15860 1 
Bacteroidetes; 
13202 
strain NN0O15840 1 
Bacteroidetes; Fl 
13202 


granulosum strain 
granulosum Bacter 


Propionibacteriac 
13202 


Bacteria; Actinob 


Propionibacterium. 
Bacteria_16S 


13202 


Bacteria_16S 
strain IMSNU 2200 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
strain LUH4616 16 
G 
Bacteria_16S 


Bacteria_16S 
schindleri strain 
schindleri Bacter 
Bacteria_16S 
strain LUH 3792Ty 
Proteob 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
strain LMG 317541 
G 
Bacteria_16S 


Bacteria_16S 
simulans strain U 
Bacteria; Actinob 


Bacteria_16S 


Bacteria_16S 


Fl 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
avidum strain DSM 


16S 1772358 1772451 1 94 gi 
Stre 
16S 1773856 1773949 1 94 gi 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
; Streptomyces. 

16S 1859084 1859177 1 94 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1866806 1866899 1 94 gi 
4 16S ribosomal RNA, partial sequence 


, 


1872888 1872969 1 82 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1877378 1877471 1 94 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

1888334 1888415 1 82 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1913708 1913789 1 82 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1948929 1949022 1 94 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


gi 


1 
; 
a; 


ue 
ti 


v 


1953495 1953588 1 94 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

2026659 2026752 2 95 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2031049 2031142 1 94 gi 
DSM 20132 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

2037138 2037231 1 94 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


s 
Ac 


nc 
al 


2041812 2041889 4 81 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


1 
te 
2057285 2057378 1 94 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2063332 2063389 4 


s 
A 


v 


61 gi 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
2064855 2064912 4 61 
avobacteria; Flavobacteriales; Flavobact 
2078669 2078762 2 95 gi 
DSM 20700 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Propionibacterium. 

2081780 2081873 2 95 gi 
4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


se 
Ac 


nc 
al 


pt 
al 


ae 


al 


or 


na 
219878229 


omonada 
219878175 


6S ribosomal RNA, partial sequence 2062466 20 


6S ribosomal RNA, partial sequence 2063988 20 


219878355 
6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


’ 


219878295 
sequenc 
Actinomy 


219878290 


18 


omonospori 
219878286 
1872026 18734 
axellace 
219878283 
sequence 
Actinomy 


219878273 
qu 


ence 


19 


dales 


nce 
nomyc 


219878226 


equen 


219878178 


20 


uence 
inomy 


219878170 


20 
Cc 


e 
es; 


219878167 


seque 
ria; 


219878153 


equen 
ctino: 


219878148 


eriac 


219878147 


eriac 


219878137 


quenc 
tinom 


219878135 


20 
P 


e 
es; 


2097020 2097077 4 61 gi 


omycinea 
219878354 
sequenc 

Actino: 


Pseudomonad 
219878253 


tinomyce 


ref|NR_025494.1 
83 Streptomyces 
e; Streptomycet 
ref|NR_025493.1 
e 1773034 17744 
mycetales; Stre 


ref|NR_025434.1 
e 1858220 18597 
cetales; Coryne 


ref |NR_025429.1 
35 1867442 Asano 
neae; Micromono 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobact 
ref|NR_025422.1 

1876505 18780 
cetales; Strept 


659 


ref|NR_025412.1 

1887472 18889 
ales; Morax 
ref |NR_025392.1 
72 1914310 Acine 
oraxellaceae; 
ref|NR_025368.1 

1948071 19495 
les; Micrococci 


128 
M 


’ 


eta 


ref|NR_025365.1 
1952641 19540 
tales; Coryneba 


ce 


ref|NR_025317.1 
257 
ceae; Aeromonas. 
ref|NR_025314.1 

2030195 203163 


ales; Corynebac 


cet ° 


ref|NR_025309.1 
84 2037751 Coryn 
nebacterineae; 


362 
ory 


ref|NR_025306.1 
2040918 204243 
thomonadales; X 


nce 
Xan 


ref|NR_025292.1 
2056438 205792 
etales; Strepto 


ce 
myc 


ref|NR_025287.1 
37 Cellulophaga 
; Cellulophaga. 
ref|NR_025286.1 
61 Cellulophaga 
; Cellulophaga. 
ref|NR_025276.1 

2077807 207932 
tales; Propionib 


639 
eae 


654 
eae 


e 
yce 


ref|NR_025274.1 
23 2082426 Propio 
ionibacterineae; 


809 
rop 


219878124 


ref |NR_025263.1 


a 
8 
Pp 


0 
b 


a 


s 


e 


0 


fo} 


3 


e 


t 
Ac 


5 


n 


4 
c 


59 2027165 Aeromo 


t 


e 


Cc 


a 


Streptomyces arenae 

arenae Bacteria; 

ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Acinetobacter parvus 
parvus Bacteria; 
rs 

Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Microbacterium 

0 Microbacterium 

eae; Microbacteriaceae; 


Corynebacterium 
7 Corynebacterium 
terineae; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Mesonia algae strain 


KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 


Flavobacteria; Fl 


avobacteriales; Flavobacteriaceae; Meson 


ia. 


13202 
aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 
13202 
illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


Bacteria_16S 


Bacteria_16S 


Gw-9 1 
acteria 


, 


teria; 


2100001 2100094 1 


2107603 2107684 1 
ain MVAB Hexl 
Proteobacteria; 


94 


82 
16S ribosomal RNA, 


13202 


strain DSM 43030 
Actinobacteria; Actinoba 


13202 


skagerrakense str 
skagerrakense Bac 


13202 


strain Pss 26 16S 
Proteobacteria; 


13202 


strain H-8 16S ri 
Proteobacteria; Alphapro 


13202 


strain PK-Blue 16 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
G 


Bacteria_16S 


Bacteria_16S 


16S rib 
ain D30 
teria; 


riboso 
ammapro 


bosomal 


2110687 2110780 1 


2142426 2142483 4 


Bacteroidetes; 
2146946 2147039 2 


teobacteria; 
2154468 2154525 4 


94 


61 


95: 


mal RNA, partial sequence 
Pseudomonadales; 


61 


RNA, partial sequence 


gi 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


gi 


compl 
Gammaproteobact 


gi 


Stre 


gi 


16S ribosomal RNA, partial seque 
Flavobacteria; 


gi 


F 


219878122 
nce 
ales; 


219878115 
et 
eria; 


219873436 


osomal RNA, partial sequence 2109822 21113 
cteridae; Actinomycetales; 


pt 
219857640 
nce 


219857637 


2146078 21475 


gi 


P 


se 
219857632 


2153652 21550 


20991 
Prop 


e sequen 
Pseu 


omycinea 


lavobacter 


udomonad 


ref 
38 2100621 Nocar 
ioni 


ref|NR_025254.1 
ce 2106707 21082 
domonadales; Mo 


ref|NR_025250.1 
30 Streptomyces 
e; Streptomyceta 
ref|NR_025229.1 
141553 214301 
iales; Flavobact 
ref |NR_025226.1 


iS) 


acea 
ref 


e; Pseudomon 
NR_025221.1 


NR_025261.1 
d 


bacterineae; 


3 
r 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Alkanindiges 
9 Alkanindiges 


axellaceae; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Tenacibaculum 

7 Tenacibaculum 

eriaceae; Tenacibaculum. 

Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


teobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 
2168153 2168246 1 94 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
13202 Bacteria_16S 2180284 2180341 4 61 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
13202 Bacteria_16S 2181800 2181857 4 61 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
13202 Bacteria_16S 2253094 2253187 1 94 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
13202 Bacteria_16S 2260805 2260898 1 94 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

13202 Bacteria_16S 2298842 2298923 2 83 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

13202 Bacteria_16S 2309428 2309521 1 94 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 


strain DSM43926 1 


6S ribosomal RNA, partial sequence 2308611 23100 


58 Nonomuraea turkmeniaca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
13202 Bacteria_16S 2329068 23291611 94 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

13202 Bacteria_16S 2333658 23337511 94 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

13202 Bacteria_16S 2339578 2339635 4 61 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

13202 Bacteria_16S 2342624 2342717 1 94 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
13202 Bacteria_16S 2357819 2357912 1 94 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

13202 Bacteria_16S 2392776 2392833 4 61 gi|219857465|ref|NR_025053.1] Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
13202 Bacteria_16S 2412580 2412661 2 83 gi|219857452|ref|NR_025040.1| Methylosarcina 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylosarcina. 

13202 Bacteria_16S 2414145 2414226 2 83 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 


strain AML-C10 16 
Proteobacteria; 
13202 
kellyi strain BII 


S ribosomal RNA, partial sequence 


2413261 24147 


G 
Bacteria_16S 


ammaproteobacteria; Methylococcales; Met 


hylococe 


2424940 2424997 4 61 gi 
-1 16S ribosomal RNA, partial sequence 


219857442 


aceae; Methylosa 


76 Methylosarcina fibrata Bacteria; 


rcina. 


ref|NR_025030.1 


Halothiobacillus 


2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 


13202 


frigidarium strain A2i 16S ribosomal RNA, partial sequence 


Bacteria; Flavobacteriales; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteroidetes; 


strain JSS-7 16S ribosomal RNA, partial sequence 


2433831 2433888 4 61 


Flavobacteria; 


2461069 2461162 2 95 


219857432 
24329 


gi 


gi|219857409 
2460248 24616 


Flavobacteriaceae; 


ref|NR_025020.1 


ref |NR_024997.1 


Flavobacterium 


48 2434422 Flavobacterium frigidarium 
Flavobacterium. 


Sphingomonas aquatilis 


Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


Sphingomonadaceae; 


89 Sphingomonas aquatilis Bacteria; 


Sphingomonas. 


13202 


strain T1-X7 16S 


13202 


australiensis str 
australiensis Bac 


Bacteria_16S 


Bacteria_16S 


Intrasporangiaceae; 


13202 


Bacteria_16S 


2492775 2492868 1 94 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


2494262 2494355 1 94 


ain 109 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Tetrasphaera. 


2510943 2511036 1 94 


strain VKM Ac-942 


16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 
13202 


Bacteria_16S 


2512450 2512543 1 94 


gi|219857388 
2491905 24933 
gi|219857387 


219857370 
25100 


gi 


gi| 219857369 


Actinomycetales; 


ref|NR_024976.1 
49 Tetrasphaera 


ref|NR_024975.1 
2493400 249486 
Microc 


ref |NR_024958.1 


Tetrasphaera japonica 


japonica Bacteria; 
; Intrasporangiaceae; 


Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Nocardiopsis trehalosi 


68 2511541 Nocardiopsis trehalosi 


Streptosporangineae; 


Nocardiopsaceae; 


ref|NR_024957.1| Nocardiopsis tropica 


strain VKM Ac-1457 16S ribosomal RNA, partial sequence 


25115 


Actinobacteria; Actinobacteridae; Actinomycetales; 


13202 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae; 


13202 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


13202 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


13202 


strain FI-25796 1 


13202 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


13202 


strain ACAM 81 16 
Bacteroidetes; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2518455 2518548 1 94 


in CN 732 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2535176 2535269 1 94 


Ben 108 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Friedmanniella. 


2588147 2588240 1 94 


Ben 107 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Friedmanniella. 


2594364 2594459 1 96 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


2626669 2626762 1 94 


in Benl06 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
eae; 


Tessaracoccus. 


2632702 2632759 4 61 


S ribosomal RNA, partial sequence 
Flavobacteria; 


Flavobacteriales; 
2655526 2655619 1 94 


thomssenii strain 


DSM 


44276 16S ribosomal RNA, partial sequence 


gi| 219857365 


Actinomy 
gi| 219857354 


gi| 219857276 


gi| 219857272 


gi| 219857247 
Actinomy 
gi| 219857237 
2631843 26332 


Flavobacteriaceae 
gi|219857221 


Nocardio 
ref|NR_024953.1 

2517611 251909 
cetales; Strepto 


ref |NR_024942.1 
2534307 253578 
ales; Propioniba 


ref|NR_024907.1 
2587275 258874 
ales; 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref|NR_024877.1 

2625807 262727 
cetales; Propion 


ref |NR_024865.1 


ref|NR_024849.1 
2654667 265613 


92 2513043 Nocardiopsis tropica Bacteria; 
Streptosporangineae; Pp 


saceae; Nocardiopsis. 
Streptomyces 

9 Streptomyces 

mycineae; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Friedmanniella 
9 Friedmanniella 


Propionibacterineae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
; Flavobacterium. 


Corynebacterium 
8 Corynebacterium 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


13202 


nitrophenolicus s 
nitrophenolicus B 


Nocardioidaceae; 
13202 
strain ATCC 39419 


Bacteria; Actinob 


Kribbella. 
13202 
strain JCM 3151 1 


Microbispora. 


Bacteria_16S 
train NSP 41 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


2657043 2657136 1 94 gi 


Nocardioides. 
2660089 2660182 1 94 gi 
16S ribosomal RNA, partial sequence 


2670477 2670570 1 94 gi 


acteria; Actinobacteridae; Actinomycetales; 


6S ribosomal RNA, partial sequence 2669632 26710 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 


Actinomyce 


219857219 
sequence 
Actin 


219857217 
26592 
Prop 


219857210 


tales; Corynebacterineae; 


ref|NR_024847.1| Nocardioides 
2656189 2657663 Nocardioides 
omycetales; Propionibacterineae; 


13202 


strain Pd55 16S r 


13202 


strain KMM 3677 1 
Bacteroidetes; 


13202 


strain KMM 3676 1 
Bacteroidetes; 


13202 


strain KMM 3526 1 
Bacteroidetes; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2676560 2676653 1 94 


ibosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


2684165 2684222 4 61 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteria; 


Flavobacteriales; 
2685607 2685664 4 61 


6S ribosomal RNA, partial sequence 2684767 26861 
Flavobacteria; 


Flavobacteriales; 
2687076 2687133 4 61 


6S ribosomal RNA, partial sequence 2686201 26876 
Flavobacteria; 


Flavobacteriales; 
2691563 2691620 4 61 


gi]219857205 
2675717 26771 
gi|219857200 


Flavobacteriaceae 
gi|219857199 


Flavobacteriaceae 
gi|219857198 


Flavobacteriaceae 


Lebetimonas. 
ref |NR_024828.1 


; Zobellia. 
ref |NR_024827.1 


; Zobellia. 
ref |NR_024826.1 


; Zobellia. 


gi| 219857195 


holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 


ref|NR_024845.1| Kribbella sandramycini 
38 2660707 Kribbella sandramycini 
ionibacterineae; Nocardioidaceae; 
ref|NR_024838.1| Microbispora mesophila 
87 Microbispora mesophila Bacteria; 
ineae; Streptosporangiaceae; 

ref |NR_024833.1| Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


ref|NR_024823.1 
2690706 269211 


Salegentibacter 
7 Salegentibacter 


holothuriorum Bacteria; 


Salegentibacter. 
13202 
silvatica strain 

silvatica Bacteri 
Streptosporangiac 
13202 
Bacillales; Bacil 
13202 
strain KMM 3664 1 
Bacteroidetes; Fl 
13202 
strain Y223G 16S 
Proteobacteria; 

13202 


G 


troitsensis Bacte 
13202 
Bacteria; Bactero 
13202 
malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 
13202 
albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 
13202 
rectilineatus str 
rectilineatus Bac 
Micromonosporacea 
13202 
strain IFO 13911 


Bacteria_16S 


Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
limicola strain ST-82 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 
ain IFO 13941 16S ribosomal RNA, partial 


teria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteroidetes; 


2693010 2693103 1 


eae; Planotetraspora. 


2698940 2698997 4 


laceae; Bacillus. 
2711006 2711063 4 


avobacteria; 
2716983 2717064 2 


2738217 2738274 4 


ria; Bacteroidetes; 


2742610 2742667 4 


idetes; Flavobacteria; 
2751353 2751446 1 


eae; Microtetraspora. 
2777068 2777161 1 


; Streptomyces. 
2796473 2796566 1 


e; Actinoplanes. 
2801039 2801132 1 


13202 


13202 


13202 
derwentensis stra 


2802560 2802653 1 


2804081 28041741 


2805603 2805696 1 


Micromonosporaceae; Actinoplanes. 


13202 
consettensis stra 


Bacteria_16S 
in IFO 14913 16S ribosomal RNA, partia 
consettensis Bacteria; Actinobacteria; Actinobacteridae 


2807125 2807218 1 


Micromonosporaceae; Actinoplanes. 


13202 
amylolyticum stra 


13202 
mesophilum strain 


13202 


13202 
strain IFO 12702 


13202 
strain JCM 9312 1 


Catenuloplanes. 
13202 
echinoides strain 


Sphingomonas. 
13202 


Bacteria_16S 
in MBIC4355 16S ribosomal RNA, partial 
amylolyticum Bacteria; 
Bacteria_16S 

MBIC1140 16S ribosomal RNA, partial sequence 
mesophilum Bacteria; 
Bacteria_16S 
strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Bacteria_16S 


Bacteria_16S 
ATCC 14820 16S ribosomal RNA, partial 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


Bacteria_16S 


2811650 2811707 4 


Bacteroidetes; 
2813144 2813201 4 


Bacteroidetes; 
2814622 2814715 1 


2826677 2826770 1 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Bacteria_16S 


2829751 2829844 1 


6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


2865111 2865204 2 


2944460 2944553 1 


Flavobacteria; 


TT 00-51 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


6S ribosomal RNA, partial sequence 2710175 27 
Flavobacteriales; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Colwelliaceae; 
Bacteria_16S 
troitsensis strain KMM 3674 16S ribosomal RNA, partial 
Flavobacteria; 


in H47-7 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Bacteria_16S 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Bacteria_16S 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Bacteria_16S 
in IFO 14935 16S ribosomal RNA, partia 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; 


94 gi| 219857193 


61 gi| 219857189 


Flavobacteriales; 


2698052 2699555 Bacil 


Flavobacteriaceae; 


ref|NR_024821.1 
2692168 269363 


Planotetraspora 
9 Planotetraspora 
Streptosporangineae; 


ref 
lus 


NR_024817.1| Bacillus asahii strain 
asahii Bacteria; Firmicutes; 


61 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
11547 Cellulophaga pacifica Bacteria; 
Flavobacteriaceae; Cellulophaga. 
83 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
2716108 2717581 Colwellia piezophila Bacteria; 


61 219857162 


sequence 


gi 


61 219857159 


2g 


gi 


Flavobacteriale 
94 gi 


S; 
219857152 


94 219857132 


sequence 


gi 


94 gi] 219857119 


94 219857116 


0 


gi 


94 219857115 


0 


gi 


94 219857114 


0 


gi 


94 219857113 


1 


gi 


94 gi| 219856906 


94 gi| 219856904 


95 219856881 


sequence 


gi 


94 gi| 219856827 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 


Flavobacteria 
417 


Flavobacteriaceae; 


Actinomycetales; 


Actinomycetales; 


sequenc 
Actinomycetales; 


16 


31 


47 


sequence 
Actinomycetales; 


Sporichthyaceae; 


omonosporineae Hi 


Sphingomonadales; 


Colwellia. 

ref|NR_024790.1| Arenibacter 
2737379 2738759 Arenibacter 

les; Flavobacteriaceae; Arenibacter. 

ref|NR_024787.1| Flavobacterium 

27 2743201 Flavobacterium limicola 

Flavobacterium. 

ref|NR_024780.1| Microtetraspora 
2750506 2751949 Microtetraspora 

Streptosporangineae; 


ref|NR_024760.1| Streptomyces 
2776208 2777696 Streptomyces 
Streptomycineae; 


ref|NR_024747.1| Actinoplanes 
e 2795622 2797094 Actinoplanes 
Micromonosporineae; 


ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 

2804752 2806224 Actinoplanes 
Micromonosporineae; 


94 gi|219857112|ref|NR_024740.1| Actinoplanes 
1 sequence 2806275 2807745 Actinoplanes 
; Actinomycetales; Micromonosporineae; 
61 gi|219857109|ref|NR_024737.1| Tenacibaculum 
sequence 2810779 2812222 Tenacibaculum 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
61 gi|219857108|ref|NR_024736.1| Tenacibaculum 
2812273 2813716 Tenacibaculum 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
94 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
2813767 2815209 Tetrasphaera elongata Bacteria; 


Intrasporangiaceae; Tetrasphaera. 
ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
Sporichthya. 
ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 
Micromonosporaceae; 


ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 
Sphingomonadaceae; 


ref|NR_024646.1| Sporichthya 
2943614 2945079 Sporichthya 


brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


Sporichthyaceae; 


Sporichthya. 

13202 Bacteria_16S 2956545 2956638 1 94 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

13202 Bacteria_16S 2958003 2958096 1 94 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

13202 Bacteria_16S 2959464 2959557 1 94 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

13202 Bacteria_16S 2960989 2961070 2 83 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

13202 Bacteria_16S 2964123 2964180 4 61 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

13202 Bacteria_16S 2968665 2968758 1 94 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 

13202 Bacteria_16S 2970193 2970286 1 94 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

13202 Bacteria_16S 2973248 2973341 2 95 gi|219846941|ref|NR_026533.1| Pseudomonas 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

13202 Bacteria_16S 2977829 29779221 94 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

13202 Bacteria_16S 2979361 2979454 1 94 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

13202 Bacteria_16S 2980896 2980989 1 94 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

13202 Bacteria_16S 3017454 3017511 4 61 gi|219846912|ref|NR_026504.1| Orenia salinaria 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

13202 Bacteria_16S 3068845 3068938 1 94 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

13202 Bacteria_16S 3097543 3097636 1 94 gi|219846857|ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

13202 Bacteria_16S 3103437 3103530 1 94 gi|219846853|ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 

13202 Bacteria_16S 3115468 3115561 1 94 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

13202 Bacteria_16S 3117009 3117090 2 83 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 

13202 Bacteria_16S 3120064 3120157 1 94 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

13202 Bacteria_16S 3148500 3148593 1 94 gi|219846823|ref|NR_026415.1| Corynebacterium 


falsenii CCUG 33651 16S ribosomal RNA, partial sequence 


3147642 3149116 Corynebacterium falsenii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


16S ribosomal RNA, partial sequence 3332861 33343 


219846804 
sequence 
Actinomyc 


219846787 


nebacterin 
219846784 
ce 32055 
ales; Cory 
219846783 
ial sequen 
e; 


219846782 


Sphingomon 
219846781 


Sphingomon 
219846778 
tial seque 
dae; Actin 


219846777 
32145 
Cory 


ales; 


219846754 


ptosporang 
219846753 


ptosporang 


219846750 
sequence 
Actinomyc 


219846749 


ptosporang 
219846748 


ptosporang 
219846747 
osomal RNA, 


Nocardiops 
219846696 


omonospori 
219846695 
1 sequence 
Actinomy 


, 


219846671 
sequence 
Actinomyce 


219846637 
34104 
nellaceae; 
219846618 
ence 34368 
nadales; 
219846617 


ref 


etal 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


etal 


ref 
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es; Strepto 


e; Nocardio 


e; Nocardio 


partial seque 


; Micromono 


3334351 33357 


les; 


3368004 33694 
s; Streptos 


lister. 


ellaceae; 


NR_026396.1 
Coryneb 
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NR_026288.1 
00 Actinoplanes 
neae 
ref |NR_026287.1 
Micromo 


NR_026263.1 


NR_026229.1 
52 3411955 Diali 
Dia 
ref|NR_026210.1 
03 3438261 Acine 
Ac 


NR_026209.1 


8 


e 


e 
c 


1 
e 


2 
y 


e 
Cc 


P 


Pp 


3 
s 


Pp 


Pp 


n 


s 


9 


4 
Pp 


s 


6 


a 


Corynebacterium 
0 Corynebacterium 
cterineae; 


Corynebacterium phocae 
riaceae; 
Corynebacterium 
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Acinetobacter lwoffii 


DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


13202 


strain DSM 6964 1 
Proteobacteria; 


13202 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
13202 Bacteria_16S 3507528 3507621 1 94 gi|219846571|ref|NR_026163.1 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 350814 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

13202 Bacteria_16S 3509049 3509142 1 94 gi|219846570|ref|NR_026162.1 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 350966 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Microbacteriaceae; Microbacterium. 

13202 Bacteria_16S 3510571 3510664 1 94 gi| 219846569 |ref|NR_026161.1 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 351118 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

13202 Bacteria_16S 3512093 3512186 1 94 gi|219846568|ref|NR_026160.1 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 351270 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 
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aceae; Capnocytophaga. 
Aeromonas bestiarum 
nas bestiarum Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Streptomyces 

3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Methylocaldum gracile 
gracile Bacteria; 
ldum. 


Methylocaldum tepidum 


3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


13202 Bacteria_16S 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial 
psychrotropica Bacteria; 


13202 Bacteria_16S 
filamentus strain 
Bacteria; 
13202 Bacteria_16S 
strain C8ST5 16S 
Bacteroidetes; 


13202 Bacteria_16S 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
13202 Bacteria_16S 


Bacteroidetes; 


3662919 3663000 2 83 


Proteobacteria; 


3681241 3681298 4 61 


215 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Flavobacteria; 


3702274 3702331 4 61 


ribosomal RNA, partial sequence 
Flavobacteria; 


Flavobacteriales; 
3727777 3727870 1 94 


3733605 3733698 1 94 


gi| 219846463 


gi|219846450 
gi|219846435 


gi|219846416 


gi|219846412 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 


atramentaria Bacteria; Actinobacteria; Actinobacteridae; 
Actinomadura. 


Thermomonosporaceae; 
13202 Bacteria_16S 
strain IFO 14525 


13202 Bacteria_16S 
strain 104 


13202 Bacteria_16S 


strain Co53T 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 


13202 Bacteria_16S 


franzmannii strain 301 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 
13202 Bacteria_16S 
strain S51-W 16S 
Proteobacteria; 


13202 Bacteria_16S 


Bacteroidetes; 


3737981 3738074 1 94 


3745301 3745394 1 94 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3760391 3760448 4 61 


3793473 3793530 4 61 
Flavobacteria; 


3796480 3796561 2 83 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


3798009 3798090 1 82 


strain PS-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
13202 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 

13202 Bacteria_16S 


3813225 3813318 2 
Proteobacteria; 


3814747 3814804 4 


Spirochaetaceae; Borrelia. 


gi| 219846409 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846404 
3744485 37458 


gi| 219846392 
3759507 37610 


gi| 219846368 


gi| 219846366 
3795600 37970 


gi| 219846364 
3797117 37986 


strain CECT 4199 16S ribosomal RNA, partial sequence 
Bacteria; 


salegens strain DSM 5424 16S ribosomal RNA, partial sequence 


salegens Bacteria; 


13202 Bacteria_16S 


Bacteroidetes; 


3843579 3843636 4 


Flavobacteria; 


Cyclocla 

95 gi|219846354|ref|NR_025945.1 
381232 

Gammaproteobacteria; Aeromonadales; A 
61 gi|219846353|ref|NR_025944.1 
3813879 381534 

Flavobacteriales; Flavobacteriac 

61 gi|219846333|ref|NR_025923.1 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 


hibernum Bacteria; 
13202 Bacteria_16S 
strain ATCC 19812 


13202 Bacteria_16S 
strain ATCC 25495 


Streptomyces. 
13202 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, complete 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 


13202 Bacteria_16S 


Bacteroidetes; 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3919668 3919761 1 94 


3921249 3921342 1 94 


3922830 3922923 1 


94 


3982121 3982178 4 61 


Flavobacteria; 


complete sequence 


complete sequence 


Flavobacteriales; Flavobacteria 


219846281 
39187 


gi 


219846280 
39203 


gi 
gi| 219846279 
Actinomyc 


gi|219846237 


strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 39826 


Bacteroidetes; 


13202 Bacteria_16S 


strain CL-SP19 16S ribosomal RNA, partial sequence 


Proteobacteria; 


13202 Bacteria_16S 


Flavobacteria; 


Flavobacteriales; 
3983611 3983692 2 83 


3986591 3986648 4 61 


gi| 219846236 
3982735 39841 


Gammaproteobacteria; Alteromonadales; Idiomarinac 


gi| 219846234 


strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 39871 


Bacteroidetes; 


13202 Bacteria_16S 


Flavobacteria; 


Flavobacteriales; 
3988068 3988125 4 61 


gi| 219846233 


strain KMM 6020 16S ribosomal RNA, partial sequence 3987206 39886 


Bacteroidetes; 
13202 


Bacteria_16S 


Flavobacteria; 


Flavobacteriales; 
3989546 3989603 4 61 


219846232 


gi 


sequence 3662041 366352 
Gammaproteobacteria; Alteromonadales; Co 


3680374 3681813 Polari 
Flavobacteriaceae; 


3701387 3702864 Gelidibacter 


Flavobacteriaceae; Gelidibacter. 


Streptosporangineae; 


Actinomycetales; 


3792606 3794045 Polari 
Flavobacteriaceae; 


Streptomycineae; Streptomyceta 
Streptomycineae; 


sequence 3921948 392347 


ref|NR_026055.1 


ref|NR_026041.1 
Pola 


ref|NR_026026.1 


ref |NR_026007.1 


Thermomon 


ref|NR_026003.1 

3732782 373419 
Strepto 
ref|NR_026000.1 
Streptosp 
ref|NR_025995.1 
Streptosp 


ref|NR_025983.1 


ref|NR_025959.1 
Pola 
ref|NR_025957.1 
Colwellia. 


ref|NR_025955.1 


3842717 384417 
c 


ref|NR_025871.1 
87 3920316 Strept 


ref|NR_025870.1 
67 3921897 Strept 
Str 


ref|NR_025869.1 


etales; 
ref 


NR_025827.1 


Bizionia. 
ref |NR_025826.1 
Idiomarina. 
NR_025824.1 


eae; 
ref 


Gramella. 


ref |NR_025823.1 


Aquimarina. 


ref 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Polaribacter 
bacter filamentus 
ribacter. 


Gelidibacter algens 


algens Bacteria; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
Streptosporangineae; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 
Streptosporangineae; 


orangiaceae; Nonomuraea. 
Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Polaribacter 
bacter franzmannii 
ribacter. 

Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 
Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


sticus. 

Aeromonas 
7 3813828 Aeromonas 
eromonadaceae; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 
Flavobacteriaceae; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 
Flavobacteriaceae; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 
Flavobacteriaceae; 


Gillisia mitskevichiae 


NR_025822.1 


strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 3990112 Gillisia mitskevichiae Bacteria; 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae; 


Gillisia. 


13202 Bacteria_16S 3991037 3991094 4 61 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pibocella. 

13202 Bacteria_16S 3992533 3992590 4 61 gi|219846230|ref|NR_025820.1| Salegentibacter 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 3991660 3993097 Salegentibacter 
mishustinae Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
13202 Bacteria_16S 4008954 4009047 2 95 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

13202 Bacteria_16S 4010488 4010569 2 83 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

13202 Bacteria_16S 4013521 4013578 4 61 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

13202 Bacteria_16S 4015000 4015057 4 61 gi|219846213|ref|NR_025803.1| Winodgradskyella 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
13202 Bacteria_16S 4016479 4016536 4 61 gi|219846212|ref|NR_025802.1| Winogradskyella 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Winogradskyella. 

13202 Bacteria_16S 4033278 40333711 94 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
13202 Bacteria_16S 4049922 4050015 1 94 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
13202 Bacteria_16S 4051354 4051447 1 94 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

13202 Bacteria_16S 4061823 4061916 1 94 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
13202 Bacteria_16S 4087811 4087868 4 61 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 


strain KMM 3951 1 
Bacteroidetes; Fl 
13202 
strain KMM 3949 1 
Bacteroidetes; Fl 
13202 
strain KMM 3947 1 
Bacteroidetes; Fl 
13202 
sedimenticola str 
sedimenticola Bac 
13202 


Bacteria_16S 


Bacteria_16S 
6S ribosomal RNA, partial sequence 4089922 40 
ot 
Bacteria_16S 


Bacteria_16S 


avobacteria; Flavobacteriales; Flavoba 
4092287 4092344 4 61 gi 
ain KMM 3903 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 
4093768 4093825 4 61 gi 


6S ribosomal RNA, partial sequence 4086933 40883 
avobacteria; Flavobacteriales; Flavobacteriaceae 
4089302 4089359 4 61 gi| 219846160 


6S ribosomal RNA, partial sequence 4088431 40898 
avobacteria; Flavobacteriales; Flavobacteriaceae 
4090791 4090848 4 61 gi|219846159 


1 
la 


913 
eriaceae 
219846158 
sequence 
vobacter 
219846157 


80 Maribacter ulvicola Bacteria; 
Maribacter. 


, 


ref|NR_025750.1| Maribacter aquivivus 
71 Maribacter aquivivus Bacteria; 

; Maribacter. 

ref|NR_025749.1| Maribacter orientalis 


60 Maribacter orientalis Bacteria; 
; Maribacter. 
ref|NR_025748.1 

4091411 409284 
iales; Flavobact 
ref |NR_025747.1 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Arenibacter certesii 


strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

13202 Bacteria_16S 4110167 41102601 94 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
13202 Bacteria_16S 4111733 4111826 1 94 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
13202 Bacteria_16S 4114801 4114858 4 61 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

13202 Bacteria_16S 4126935 4127028 1 94 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
13202 Bacteria_16S 4162506 4162563 4 61 gi|219846106|ref|NR_025696.1| Algibacter lectus 


strain KMM 3902 1 
Bacteroidetes; Fl 
13202 
koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 


Bacteria_16S 


13202 


Bacteria_16S 


6S ribosomal RNA, partial sequence 4161641 41630 


67 Algibacter lectus Bacteria; 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Nocardiopsis. 


avobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

4204949 4205042 1 94 gi|219846072|ref|NR_025662.1| Streptomyces 
n VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

4217170 4217263 1 94 gi|219846063|ref|NR_025653.1| Nocardiopsis 


4216320 4217772 Nocardiopsis 
Streptosporangineae; 


13202 


13202 


strain SW49 16S r 
Bacteroidetes; 


13202 


antarctica strain 
Bacteria; 
Pseudoalteromonas. 


13202 


strain Z-7937 16S 
Firmicutes; 


13202 


strain W6 16S rib 
Firmicutes; 


13202 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


13202 


strain BG8 16S ri 
Proteobacteria; 


13202 


whittenburyi stra 


Methylococcaceae; 


13202 


strain A30 16S ri 
Proteobacteria; 


13202 


strain IP 2227 16 
Firmicutes; 


13202 


strain S-16 16S r 
Tenericutes; Moll 


13202 


rhabdoformis stra 
Bacteria; 


13202 


actinomycetemcomi 


Pasteurellales; 


13202 


strain B-3 16S ri 
Firmicutes; Erysi 


13202 


strain Illinois 1 


13202 


anticariensis str 
anticariensis Bac 
Halomonas. 


13202 


asymbiotica subsp. 


Enterobacteriales; 


13202 


ammonificans stra 
ammonificans Bact 


13202 


strain LCl 16S ri 
Proteobacteria; 


13202 


strain TF-27 16S 
Proteobacteria; 


13202 


69 16S ribosomal 
Gammaproteobacter 


13202 


ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 


Bacteria_16S 
strain Y10-2 16S 
Bacteroidetes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Flavobacteria; 


Flavobacteria; 


Clostridia; 


eria; 


4227776 4227833 4 


4229248 4229305 4 


82374 82454 2 


91407 91487 4 


150948 151028 2 


Clostridiales; 
179947 180027 2 


Proteobacteria; 


190742 190822 2 


193762 193842 2 


196783 196863 2 


212333 212413 2 


Clostridiales; 


274633 274689 2 


285264 285344 2 


292918 292998 2 


61 


ribosomal RNA, partial sequence 
Flavobacteriales; 


61 


ibosomal RNA, partial sequence 
Flavobacteriales; 


82 


ribosomal RNA, partial sequence 
Halanaerobiales; 


P 

84 gi| 265679002 
90540 92000 
Halobacteroidaceae; Natr 
82 gi| 265678962 


osomal RNA, partial sequence 
Clostridia; 


gi 


gi 


4228378 42297 
Flavobacteriaceae 


gi 


NF3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


150066 15156 


Clostridiaceae; 


82 


82 


bosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococc 


82 


82 


bosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococc 


82 


S ribosomal RNA, partial sequence 
Clostridia; 


Clostridi 
58 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


82 


82 


gi 


in IMV-B-3037 16S ribosomal RNA, partial sequenc 
Gammaproteobacteria; Methy 


gi 


189853 19130 


gi 


in 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 
Methylobacter. 


gi 


195893 19735 


gi 


aceae; 
gi 


273748 27524 


gi 


in M16 16S ribosomal RNA, partial sequence 28438 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi 


tans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


303410 303501 4 


306496 306556 1 


370048 370128 2 
Proteobacteria; 


400575 400655 2 


Photorhabdus asymbiotica subsp. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Enterobacteriaceae; 


408329 408420 4 


419154 419234 2 


434670 434750 2 


486695 486775 2 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


488266 488346 2 


95 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


61 


82 


82 


Pasteurellaceae; Aggregatibacter. 


gi 


302503 30397 


gi 


6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 


gi 


ain FP35 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


australis strain 9802892 16S ribosomal RNA, pa 


4226906 42283 
Flavobacteriaceae 


211461 21296 
Clostridium. 


219846050 


219846049 


265679009 
81499 


Clostridiu 
265678943 


265678936 


265678934 


265678932 


265678921 


265678877 


265678870 


265678865 
RNA, part 


265678858 


265678856 


265678808 


265678788 


Oceanospirillales; 


ref |NR_025640.1 
; Aequorivita. 
ref|NR_025639.1 


; Aequorivita. 
ref |NR_029317.1 
83011 


ref|NR_029310.1 
oniella. 
ref |NR_029270.1 


m. 
ref|NR_029251.1 
e 179074 180523 
lococcales; 


ref|NR_029244.1 


ref |NR_029242.1 
1 sequence 


ref|NR_029240.1 


ref|NR_029229.1 


ref|NR_029183.1 


ref|NR_029176.1 
4 285824 Desulf 


ref 
ial 


NR_029171.1 
sequence 


ref |NR_029164.1 


ref|NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029113.1 

369170 370614 
H 


ref |NR_029093.1 
rtial sequence 


Desulfobulbaceae; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Pseudoalteromonas 


Pseudoalteromonas antarctica 
seudoalteromonadaceae; 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Methylococcus 
Methylococcus 


Methylococcaceae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 


Methylobacter 
192873 194334 
Methylococcales; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Desulfobulbus 
obulbus rhabdoformis 
Desulfobulbus. 
Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Neorickettsia risticii 
risticii Bacteria; 

a. 

Halomonas 

Halomonas 
alomonadaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhab 
96 


82 


bosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


82 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; S 


82 


485792 487320 Vibri 


82 


dus. 
gi 


in HB-1 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Desulfurobacteriaceae; 


gi 


418286 41972 


gi 


433793 43528 
hewanellaceae; 


gi 


gi 


265678783 


265678775 


265678765 


265678727 


© ponticus Bacte 


ref |NR_029088.1 

407444 408915 
Thermovibri 
ref|NR_029080.1 
Halomonas 
ref |NR_029070.1 
Shewanella. 


ref|NR_029032.1 


265678726 


Thermovibrio 
Thermovibrio 

oO. 

Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Halomonadaceae; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Vibrio ponticus strain 
ria; Proteobacteria; 


ref|NR_029031.1 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 


Marinomonas 


487371 488866 Marinomonas ushuaiensis 


13202 
strain G-16.1 16S 
Proteobacteria; 
13202 
marinisedimentoru 
marinisedimentoru 
13202 


Bacteria_16S 
G 


Bacteria_16S 


Bacteria_16S 
luminescens subsp. 


491400 491480 2 82 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
515744 515824 2 82 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
517307 517387 2 82 gi 
thracensis strain 39-8 16S ribosomal 


gi 


490502 49197 


265678724 


Halomonad 
265678708 
partial se 
obacteria; 
265678707 
RNA, comp 


ref|NR_029029.1 
acea 
ref 
quen 
Rei 
ref 
lete 


e; Halomonas 
NR_029013.1 
ce 514864 
nekea. 
NR_029012.1 
sequence 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Reinekea 
516365 Reinekea 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 
13202 
luminescens subsp 
luminescens subsp 


Enterobacteriacea 


13202 
aerosaccus strain 
Bacteria; Proteob 
13202 
strain CIP 105566 
Proteobacteria; 
13202 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
13202 
strain S-606 16S 
Proteobacteria; 

13202 
oleivorans strain 
Bacteria; Proteob 
13202 
strain Iso-46 16S 
Proteobacteria; 
13202 
strain 3wC2 16S r 
Firmicutes; Clost 
13202 
impatiens strain 

Bacteria; Proteob 


Saccharospirillum. 
Bacteria_16S 


13202 
nivimaris strain 
Bacteria; Proteob 
13202 
strain 289 16S ri 
Proteobacteria; G 
13202 
strain Mll 16S ri 
Proteobacteria; G 
13202 


Gammaproteobacter 


13202 Bacteria_16S 655506 655586 2 82 gi| 265678613 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseu 
Psychrobacter. 

13202 Bacteria_16S 660017 660097 2 82 gi| 265678609 
N7 16S ribosomal RNA, partial sequence 659171 660617 Morax 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
13202 Bacteria_16S 663011 663091 2 82 gi| 265678607 
strain 279-56 16S ribosomal RNA, partial sequence 662137 66364 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
cloacae complex. 

13202 Bacteria_16S 690344 690424 2 82 gi| 265678589 


strain DSM 30039 
Proteobacteria; 
13202 
warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 
13202 
strain NVI 88/441 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 
G 
Bacteria_16S 
Bacteria_16S 
G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
40M4T 16S ribosomal RNA, 


Bacteria_16S 


Bacteria_16S 


Photorhabdus. 
82 


Enterobacteriaceae; 
518872 518952 2 


, 


gi 


Photorhabdus. 

528061 528141 2 82 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
546341 546421 2 82 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
547827 547907 2 82 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


e; 


575279 575359 2 82 
ribosomal RNA, partial sequence 


gi 


578263 578343 2 82 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
587254 587334 2 82 gi 
ribosomal RNA, partial sequence 


590214 590294 2 82 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

605273 605353 2 82 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


613024 613104 2 82 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
616107 616187 2 82 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
628237 628317 2 82 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
645084 645164 2 82 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


ammaproteobacteria; Enterobacteriales; 
691896 691976 2 82 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


709582 709662 2 82 gi 
16S ribosomal RNA, partial sequence 


» kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


574450 57581 
ammaproteobacteria; Pseudomonadales; M 


586359 58785 
ammaproteobacteria; Pseudomonadales; M 


589361 59079 


615203 61674 


627341 62884 


644174 645732 Vibri 


16S ribosomal RNA, partial sequence 689459 69096 


265678706 


265678700 

52719 
nadales; 
265678688 

54547 
Enterobac 
265678687 
ial sequen 
cteria; Al 


265678669 


oraxellace 
265678667 
ence 57740 
irillales; 
265678661 


oraxellace 
265678659 


Clostridiu 
265678648 
ence 60442 
irillales; 


265678643 
ence 61213 
nadales; M 
265678641 


onaceae; V 
265678633 


Enterobac 
265678621 


Enterobac 
265678588 
sequence 
ia; Entero 


Morax 


ref 
seq 
cter 


NR_029011.1 
uence 517982 
ia; Enteroba 


ref|NR_029005.1 
2 528675 Enhydr 
ellaceae; En 
ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref |NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref|NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028972.1 
5 578770 Thalas 
Thalassolituus 
ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028964.1 


m. 
ref|NR_028953.1 
0 605869 Saccha 
Saccharospirill 


ref|NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref |NR_028946.1 


ibri 
ref 


oO. 
NR_028938.1 


teri 
ref 
o le 


aceae; Morga 
NR_028926.1 
ntus Bacteri 


ref|NR_028918.1 
654656 656081 
domonadales; Mor 


ref 
ella 


NR_028914.1 
canis Bacte 


ref|NR_028912.1 
7 Enterobacter 
teriaceae; Enter 


ref |NR_028894.1 
teriaceae; Citro 
ref|NR_028893.1 

691014 692520 
bacteriales; Ent 


265678576 


ref|NR_028881.1 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 
Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Psychrobacter pulmonis 
pulmonis Bacteria; 
rs 

Thalassolituus 
solituus oleivorans 


Psychrobacter faecalis 
faecalis Bacteria; 
cae 

Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Psychrobacter 
obacter nivimaris 
ychrobacter. 

Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Vibrio lentus strain 
a; Proteobacteria; 


Psychrobacter 
Psychrobacter 


axellaceae; 


Moraxella canis strain 
ria; Proteobacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Aliivibrio wodanis 


708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 


13202 


strain NVI 88/478 


13202 


strain XINach 16S 


13202 


luminescens subsp. 


Enterobacteriales; 


13202 


luminescens subsp. 


Enterobacteriales; 


13202 


VR1 16S ribosomal 
Gammaproteobacter 


13202 


strain 12993 16S 


13202 


strain 256 16S ri 


13202 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


13202 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae; 


13202 


alkaliphilum stra 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 


711140 711220 2 


721978 722058 2 


723564 723644 2 


Photorhabdus luminescens subsp. 


Bacteria_16S 


Enterobacteriaceae; 


725147 725227 2 


Photorhabdus luminescens subsp. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Enterobacteriaceae; 


769842 769922 2 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


818917 818997 2 


820422 820502 2 


834287 834379 2 


835789 835881 2 


841837 841917 2 


844901 844981 2 


82 


82 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


82 


gi 


partial sequence 
Alteromonadales; 


gi 


721087 722612 Photorhabdus 
Enterobacteriaceae; 


gi 


laumondii strain TTO1 16S ribosomal 


M 


265678575 


265678567 


265678566 


RNA, partial sequence 


ref|NR_028880.1 
Moritella. 


ref |NR_028871.1 


ref |NR_028870.1 


Moritella viscosa 


710239 711741 Moritella viscosa Bacteria; 
oritellaceae; 


Photorhabdus temperata 


temperata Bacteria; 
Photorhabdus. 


Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


82 


gi 


akhurstii strain FRGO4 16S ribosomal 


265678565 


RNA, partial 


ref|NR_028869.1 


sequence 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


82 


768965 770424 Vibrio ruber Bacteria; 


82 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


82 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


94 


94 


82 


82 


gi 


gi 


818049 81950 


gi 


265678533 


265678500 


265678499 


819558 82101 


gi 


train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteobacteria; 


gi 


rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 


gi 


in 24 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


strain CFBP 5236 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 


13202 


16S ribosomal RNA, partial sequence 844 


849346 849426 2 82 gi 


265678490 


265678489 


265678485 


265678483 
000 84550 


265678480 


singaporensis strain LX3 16S ribosomal RNA, partial sequence 


singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; E 
Klebsiella. 

13202 Bacteria_16S 908538 908630 2 94 gi|265678439|ref|NR_028741.1 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
13202 Bacteria_16S 925708 925800 2 94 gi| 265678428 |ref|NR_028730.1 
strain PSv29 16S ribosomal RNA, partial sequence 924822 92631 

Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
13202 Bacteria_16S 937968 938048 2 82 gi|265678420|ref|NR_028722.1 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoa 
Pseudoalteromonas. 

13202 Bacteria_16S 965843 965923 2 82 gi|265678401|ref|NR_028703.1 


subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 
subsp. vallismortis Bacteria; 


Salinivibrio. 
13202 


13202 
strain WSU 86/104 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


Bacteria_16S 
strain 4A 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
Bacteria_16S 


Proteobacteria; 


967427 967507 2 82 gi 


966 


973536 973628 2 
4 16S ribosomal RNA, 


94 gi 
complete sequence 


Gammaproteobacteria; 


265678400 
531 96793 


265678395 
97261 


ial sequence 833445 834896 
Sphingomonadales; 


tial sequence 
roteobacteria; 


13202 


geysericola strai 
geysericola Bacte 


13202 


strain CDC 2970-5 
Bacteria; 


13202 


strain 167 16S ri 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


977992 978072 2 


987235 987315 2 


988815 988895 2 


990395 990475 2 


82 


82 


82 


bosomal RNA, partial sequence 


82 


strain I-75 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


gi 


gi 


9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


265678392 


n GC-42 16S ribosomal RNA, partial sequence 
ria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; 


265678386 
98633 


265678385 


987916 98944 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


Enterobac 
265678384 


ref |NR_028837.1 


ref|NR_028803.1 


ref|NR_028802.1 


ref |NR_028793.1 


Samso 
ref|NR_028783.1 
848542 849823 


964933 966480 
Vibrionales; V 
ref |NR_028702.1 
Halomonas 


ref |NR_028697.1 
7 974173 Waddli 


ref |NR_028694.1 

977181 978580 
Herpeto 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teriaceae; Citro 


Vibrio ruber strain 
Proteobacteria; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


Enterobacteriaceae; Kluyvera. 


Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


Enterobacteriaceae; Kluyvera. 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


ref|NR_028792.1| Zymomonas mobilis 
834947 836398 Zymomonas 
Sphingomonadales; 
ref|NR_028788.1| Marinospirillum 
840981 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
ref|NR_028786.1| Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 
Enterobacteriaceae; 


nia. 

Klebsiella 
Klebsiella 
nterobacteriaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Salinivibrio costicola 
Salinivibrio costicola 


ibrionaceae; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 
Halomonadaceae; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Herpetosiphon 
Herpetosiphon 

siphon. 

Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 


ref|NR_028686.1 


Citrobacter sedlakii 


989496 991017 Citrobacter sedlakii Bacteria; 


13202 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 


Bacteria_16S 


991966 992046 2 


82 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


13202 


strain ATCC 33433 


Bacteria_16S 


1004205 1004285 2 


82 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


13202 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas. 


13202 


strain T7 16S rib 
Firmicutes; 


13202 


strain OK-1 16S r 
Proteobacteria; Gammaprot 


13202 


strain SB2B 16S r 
Proteobacteria; Gammaprot 


13202 


strain GPl1l 16S r 
Proteobacteria; Gammaproteobacteria; 


13202 


199/55 16S riboso: 
Gammaproteobacter 


13202 


strain Ne 11 16S 
Proteobacteria; Gammaproteobacteria; 


13202 


L-3 16S ribosomal 
Gammaproteobacter 


13202 


insulare strain K 
Bacteria; 


13202 


primoryensis stra 
primoryensis Bact 


13202 


strain KMM 1406 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


Bacillales; 


ibosomal 


ibosomal 


ibosomal 


mal RNA, 


ia; 


ribosoma 


1005729 1005809 2 
Proteobacteria; 
1008706 1008798 2 


Bacillaceae; 


1010216 1010296 2 


1011766 1011846 2 


1013261 1013341 2 


1014757 1014837 2 


Pseudomonadales; 
1016253 1016333 2 


1017750 1017830 2 


RNA, partial sequence 
ia; 


Pseudomonadales; 
1051505 1051585 2 


1065135 1065215 2 


Proteobacteria; 
1066589 1066669 2 


partial sequence 


82 


94 


osomal RNA, partial sequence 
Bacillus. 


82 


RNA, partial sequence 
eobacteria; Alteromonadales; 


82 


RNA, partial sequence 
eobacteria; Alteromonadales; 


82 


RNA, partial sequence 
Pseudomonadales; 


82 


1013897 1015342 Moraxella 
Moraxellaceae; 


82 


1 RNA, partial sequence 
Pseudomonadales; 


82 


1016889 1018335 Moraxella 
Moraxellaceae; 


82 


82 


82 


gi 


ain F12-50-Al 16S ribosomal RNA, parti 
Gammaproteobact 


gi 


1007814 10092 


gi 


1009316 10108 
s 


gi 


1010904 10123 
Ss 


gi 


1012401 10138 
M 


gi 


265678383 


265678375 


265678374 


265678372 


265678371 


265678370 


265678369 


265678368 


Moraxella. 


gi 


1015393 10168 
M 


gi 


265678367 


265678366 


Moraxella. 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


in KMM 3633 16S ribosomal RNA, partial 


eria; Gammaproteobacteria; 


gi 


265678343 


265678334 
sequence 


265678333 


6S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


13202 


strain Y 16S ribo 
Alphaproteobacter 


13202 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae; 


13202 


strain DB21MT-5 1 
Proteobacteria; Gammapro 


13202 


ATCC 35469 16S ri 
Bacteria; 


13202 


strain YB1 16S ri 
Proteobacteria; Gammapro 


13202 


strain MBIC3157 16S ribo 
Proteobacteria; 


13202 


ATCC 43969 
Bacteria; 


13202 


ATCC 29909 
Bacteria; 
Bacteria_16S 
ATCC 33641 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


13202 Bacteria_16S 
ATCC 43970 
Bacteria; 

13202 Bacteria_16S 


ia; 
n JCM 1 
ria; Actinobacteria; 
Collinsella. 
6S ribo 
bosomal 


Proteobacteria; 


bosomal 


Gammapro 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


1084325 1084417 2 


Sphingomonadales; 
1110121 1110213 2 


1111671 1111751 2 


1119204 1119284 2 


1135821 1135901 2 


1153933 1154013 2 


1185778 1185858 2 


1187289 1187369 2 


1188800 1188880 2 


1190311 1190391 2 


1211596 1211676 2 


94 


94 


82 


82 


RNA, partial sequence 
Gammaproteobacteria; Enteroba 


82 


RNA, partial sequence 
teobacteria; Vibrionales; Vibri 


82 


82 


RNA, partial sequence 
Gammaproteobacteria; Enteroba 


82 


RNA, partial sequence 
Gammaproteobacteria; Enteroba 


82 


RNA, partial sequence 
Gammaproteobacteria; Enteroba 


82 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enteroba 


82 


gi 


gi 


0188 16S ribosomal RNA, partial 
Coriobacteridae; 


gi 


gi 


M 


265678320 


somal RNA, partial sequence 1083512 1084952 Sphingobium amiense B 
Sphingomonadacea 


265678302 
sequence 


265678301 


somal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; 


228716249 


1118333 11198 


gi 


cteriales; 
253680766 


1134932 11363 


gi 


gi 


253680754 


somal RNA, partial sequence 115311811545 
teobacteria; Vibrionales; Vibri 


228716090 


1184900 11863 


cteriales; 
228716058 


1186411 11878 


cteriales; 
228716012 


1187922 11893 


gi 


cteriales; 
228715942 


1189433 11908 


cteriales; 


gi 


224581438 


hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 


Enterobacteriaceae; 


e; Sphingobium. 


Coriobacteriales; 


ref|NR_028685.1 


ref|NR_028677.1 


ref |NR_028676.1 


ref |NR_028674.1 


ref|NR_028673.1 
Shewanella. 
ref|NR_028672.1 
Shewanella. 
ref|NR_028671.1 
Moraxella. 


ref |NR_028670.1 


ref|NR_028669.1 
Moraxella. 


ref|NR_028668.1 


ref |NR_028645.1 


ref |NR_028636.1 
1064282 106570 


ref |NR_028635.1 


Rheinheimera. 
ref |NR_028622.1 


ref|NR_028604.1 
1109258 111072 
Coriobac 


ref|NR_028602.1 


Moritella. 


ref |NR_027549.1 


Enterobacteriac 


ref|NR_028014.1 


ref|NR_028002.1 


ref|NR_027546.1 


Enterobacteriac 
ref|NR_027545.1 


Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 


ovis Bacteria; 


bovis Bacteria; 


Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 
Citrobacter. 


Kluyvera ascorbata 


1003352 1004810 Kluyvera ascorbata Bacteria; 


Enterobacteriaceae; Kluyvera. 


Pseudoalteromonas 


al sequence 1004861 1006308 Pseudoalteromonas 
eria; Alteromonadales; Pseudoalteromonadaceae; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Shewanella algae 


53 Shewanella algae Bacteria; 
hewanellaceae; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 
hewanellaceae; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 
oraxellaceae; 


Moraxella ovis strain 
Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 
oraxellaceae; 


Moraxella bovis strain 
Proteobacteria; 


Marinospirillum 


1050631 1052062 Marinospirillum insulare 
Marinospirillum. 


Marinomonas 
0 Marinomonas 


Oceanospirillales; Marinomonas. 


Rheinheimera pacifica 


pacifica Bacteria; 


Sphingobium amiense 
acteria; Proteobacteria; 


Collinsella 
0 Collinsella 


terineae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 
oritellaceae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
onaceae; Vibrio. 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 
onaceae; Photobacterium. 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 


ref |NR_027220.1 
1210750 121215 


Halomonas 
8 Halomonas 


hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 
13202 Bacteria_16S 
strain Althfl 16S 
Proteobacteria; 
13202 Bacteria_16S 
strain Eplumel 16 
Proteobacteria; 
13202 Bacteria_16S 
strain Esulfidel 
Proteobacteria; 


13202 Bacteria_16S 


1213073 1213153 2 


1214566 1214646 2 


1216046 1216126 2 


1258262 1258342 2 


82 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


82 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


82 


82 


strain A431 16S ribosomal RNA, partial sequence 


Proteobacteria; 


13202 Bacteria_16S 


16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
13202 Bacteria_16S 
sarecensis strain 
Bacteria; 


13202 Bacteria_16S 


hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


hydrocarbonoclasticus 
Marinobacter. 
13202 Bacteria_16S 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferri 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; 


13202 Bacteria_16S 


gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusobacteriales 


13202 Bacteria_16S 


denitrificans strain 08217 1 


denitrificans OS2 
Shewanella. 

13202 Bacteria_16S 
ulvae strain UL12 16S 
Bacteria; 
Pseudoalteromonas. 
13202 Bacteria_16S 
strain SMP-10 16S 


Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae 
13202 Bacteria_16S 1407853 1407945 2 94 gi|219846657 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial seq 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; S 
Sphingobium. 

13202 Bacteria_16S 1413914 1414006 2 94 gi|224581449 
strain S-3 16S ribosomal RNA, partial sequence 1413085 14145 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
13202 Bacteria_16S 1423102 1423182 2 82 gi| 224581443 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 14222 


Bacteria; 
13202 Bacteria_16S 
strain M1063U/93 
Proteobacteria; 

13202 Bacteria_16S 
strain M2000/95/1 
Bacteria; 


13202 Bacteria_16S 


17 Bacteria; 


Proteobacteria; 


1265749 1265829 2 


1276232 1276312 2 


1292787 1292867 2 
Bacteria; 


1343162 1343242 2 


1358327 1358421 4 


1385512 1385592 2 


1403418 1403498 2 


Clostridiaceae; 


Proteobacteria; 


82 


82 


82 


82 


99 


82 gi 
Gammaprot 
82 gi 


gi 


1212209 12136 


gi 


1213697 12151 


gi 


16S ribosomal RNA, partial sequence 1215201 12166 
Gammaproteobacteria; Oceanospirillales; 


gi 


1257400 12588 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


gi 


gi 


LV4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


gi 


gi 


6S ribosomal RNA, partial s 
Proteobacteria; 


ribosomal RNA, partial sequence 


1404914 1404974 1 


1430850 1430930 2 


1443209 1443289 2 


1446262 1446342 2 


61 


ribosomal RNA, partial sequence 


82 


82 


82 


strain R7 16S ribosomal RNA, partial sequence 


Proteobacteria; 


13202 Bacteria_16S 


1455311 1455391 2 


82 


Gammaproteobacteria; Alteromo 


gi 


1404010 14055 


Proteobacteria; Gammaproteobacteria; Pseudomo 


gi 


16S ribosomal RNA, partial sequence 1429972 1 
Gammaproteobacteria; Pasteurellales; Pa 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteure 


gi 


14453911 
Gammaproteobacteria; Pseudomonadales; M 


gi 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial 


doudoroffii Bacteria; 
13202 Bacteria_16S 
strain SK-1T 16S 
Proteobacteria; 


13202 Bacteria_16S 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partia 
Gammaproteobacte 


pacificensis Bacteria; 
Psychrobacter. 
13202 Bacteria_16S 


Proteobacteria; 
1459643 1459723 2 
1470359 1470439 2 
Proteobacteria; 


1512535 1512615 2 


82 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


82 


82 


strain 8025 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Gammaproteobacter 


gi 


1458766 1 


gi 


gi 


224581437 


224581436 


224581404 


219856813 


219846539 


219846179 


12753 


228716433 


228721107 


228720055 


228716834 
equence 
eobacteria 


219857444 
14026 


nadales; P 


219857153 


nadales; M 
224581435 
4314 
steurellac 
224581426 
14423 
llales; Pa 
224581423 
4468 
oraxellace 
224581417 
sequence 

ia; Aeromo 
224581413 
4602 


224581406 
1 sequence 
ria; 


Halomonadaceae; 


Enterobacteriaceae; 


Pseudomonadales; 


ref|NR_027219.1 
Halomonas 
ref|NR_027218.1 
Halomonas 


ref|NR_027185.1 


ref|NR_024632.1 


ref|NR_026131.1 


ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_027551.1 
129190 
Alteromonada 


ref|NR_027602.1 
monas balearica 
Ferrimonas 
NR_027588.1 

135754 
; Fusobacteriace 
ref|NR_027556.1 
1384632 138613 
; Alteromonadale 


ref 


ref |NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 
ref|NR_024781.1 
; Haliangiaceae; 
ref |NR_026249.1 


uence 140703 
phingomonadales; 


ref |NR_027233.1 


adaceae; 
ref|NR_027225.1 


oraxellaceae; 
ref|NR_027217.1 


eae; 
ref|NR_027207.1 
steurellaceae; 
ref|NR_027204.1 
81 Psychrobacter 
ae; 
ref|NR_027198.1 

1454432 145591 
nadales; 
ref|NR_027194.1 


ref|NR_027187.1 
1469465 147099 


219878127 


Aeromonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonadaceae; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonadaceae; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Halomonas. 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 
Vibrio 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridium. 


Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Marinobacter 

4 1293412 Marinobacter 

les; Alteromonadaceae; 


Ferrimonas balearica 

DSM 9799 Bacteria; 
Fusobacterium 

0 1358872 Fusobacterium 

ae; Fusobacterium. 
Shewanella 

1 Shewanella 

s; Shewanellaceae; 


Pseudoalteromonas 
alteromonas ulvae 


aceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 
Sphingobium. 


Psychrobacter 


15 1423690 Psychrobacter maritimus 
Psychrobacter. 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 
Phocoenobacter. 


Actinobacillus scotiae 


29 1443825 Actinobacillus scotiae 
Actinobacillus. 


Psychrobacter arenosus 
arenosus Bacteria; 


Psychrobacter. 


Oceanimonas 
5 Oceanimonas 
Oceanimonas. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 
Xenorhabdus. 


Psychrobacter 
0 Psychrobacter 


Moraxellaceae; 


ref |NR_025266.1 


Histophilus somni 


1511717 1513077 Histophilus somni Bacteria; 


Histophilus 


13202 
Proteobacteria; 


13202 


Shewanella. 
13202 
litoralis strain 


13202 


Proteobacteria; 
13202 


Bacteria_16S 
strain ATCC 29914 
Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 
decolorationis strain S12 16S ribosomal RNA, partial sequence 
decolorationis Bacteria; 


Bacteria_16S 


1553470 1553550 2 82 gi 
16S ribosomal RNA, partial sequence 


1608229 1608309 2 82 gi 


Proteobacteria; 


1633858 1633938 2 82 gi 


1653609 1653701 4 96 
S ribosomal RNA, partial sequence 


gi 


1658213 1658293 2 82 


219857220 


E 


Gammaproteobacte 


219878454 
DSM 15406 16S ribosomal RNA, partial sequence 

litoralis Bacteria; Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 
strain R-13291 16 


15525 


ria; Alteromonadales; 


Aeromonadales; 
219878439 
1652728 16542 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


219878436 


CAIM 629 16S ribo 
Gammaproteobacter 


13202 


Bacteria_16S 


Bacteria_16S 


1659768 1659848 2 


somal RNA, partial sequence 1657325 1658829 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


82 


gi 


gi|219878435 


ref |NR_024848.1 
Provi 
ref|NR_025610.1 

1607365 160881 


ref|NR_025593.1 
1632974 163447 


ref|NR_025578.1 


ref|NR_025575.1 


o fortis Bacteri 


ref|NR_025574.1 


Providencia stuartii 


80 1554073 Providencia stuartii Bacteria; 
nterobacteriaceae; 
219878471 


dencia. 
Shewanella 
2 Shewanella 


Shewanellaceae; 


Oceanisphaera 
9 Oceanisphaera 


Aeromonadaceae; Oceanisphaera. 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 
Thermomonas. 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


strain 75-80 16S 
Proteobacteria; 
13202 


Proteobacteria; 


Gammaproteobacteria; Enterobacteriales; 


ribosomal RNA, partial sequence 


1667448 1667528 2 82 gi 
82 16S ribosomal RNA, partial sequence 
E 


1658880 16603 
Gammaproteobacteria; Vibrionales; Vibrion 
Bacteria_16S 
strain Albert 199 


aceae; 


16665 
nterobac 


Grimontia. 
219878430 


83 Grimontia hollisae Bacteria; 


ref|NR_025569.1| Escherichia albertii 
70 1668063 Escherichia albertii Bacteria; 
teriaceae; Escherichia. 


13202 


strain 888-76 16S 
Proteobacteria; 


13202 


CAIM 578 16S ribo 
Gammaproteobacter 


13202 


strain KMM 241 16 
Proteobacteria; 


13202 


strain OSBAC1 16S 
Proteobacteria; 


13202 


strain NF11 16S r 
Proteobacteria; 


13202 


strain NF23 16S r 
Proteobacteria; 


13202 


strain RB-8 16S r 
Proteobacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1672053 1672133 2 


1699484 1699564 2 


1701033 1701113 2 


1708664 1708744 2 


1722384 1722464 2 


1723925 1724005 2 


1737539 1737619 2 


1742145 1742225 2 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 
13202 
agarivorans strai 


agarivorans Bacte 
Pseudoalteromonas. 
Bacteria_16S 


13202 
strain KMM 1376 1 
Proteobacteria; 
13202 
strain LMG 20362 
Proteobacteria; 

13202 
strain : LMG 2096 
Proteobacteria; 
13202 
R-3712 16S riboso: 
Gammaproteobacter 
13202 
LMG 19999 16S rib 
Proteobacteria; 
13202 


Gammaproteobacter 
13202 


m 


82 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


82 


somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


82 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


82 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


82 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


82 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


82 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


82 


SM 11806 16S ribosomal RNA, partial sequence 
; Proteobacteria; Gammaproteobacteria; 


gi|219878427 
1671187 16725 
Enterobac 


gi|219878408 


gi|219878407 
1700153 17016 


gi|219878402 
1707781 17092 


gi| 219878393 
1721510 17230 


gi|219878392 
1723051 17245 


gi| 219878383 
1736673 17381 
gi|219878379 


Aeromonad 


ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025547.1 
© pomeroyi Bacte 


ref|NR_025546.1 
Glaciecol 
ref|NR_025541.1 
Rheinheimera. 

ref |NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025522.1 


ref|NR_025518.1 


Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Rheinheimera baltica 


61 Rheinheimera baltica Bacteria; 


Psychrobacter luti 
luti Bacteria; 
re. 
Psychrobacter 
fozii Bacteria; 
re 


Oleispira antarctica 


fozii 


09 Oleispira antarctica Bacteria; 
Oleispira. 


Anaerobiospirillum 


1741287 1742780 Anaerobiospirillum 
ales; Succinivibrionaceae; 


Bacteria_16S 


G 
Bacteria_16S 
Bacteria_16S 
G 
Bacteria_16S 


15052 16S ribosomal RNA, partial sequence 


Bacteria_16S 


1754336 1754416 2 82 gi 
n KMM 255 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacteria 
1755896 1755976 2 82 gi 
H 


1776918 1776998 2 82 gi 


1784463 1784543 2 82 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1792026 1792106 2 82 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1793500 1793580 2 82 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrion 
1795055 1795135 2 82 gi 


H 


ia; Vibrionales; Vibrionaceae; Vibrio. 


219878370 


219878369 
6S ribosomal RNA, partial sequence 1755010 17565 
Gammaproteobacteria; Oceanospirillales; 
Bacteria_16S 219878352 
16S ribosomal RNA, partial sequence 1776030 17774 
Gammaproteobacteria; Vibrionales; Vibrion 


Bacteria_16S 219878347 


219878341 
1791138 1792572 Vibri 


219878340 
1792623 17941 


219878339 
1794167 1795601 Vibri 


uence 
; Altero 


alomonad 


aceae; V 


17835 
alomonad 


aceae; V 


1796540 1796620 2 82 gi 


219878338 


ref|NR_025509.1 
1753455 175495 
monadales; Pseud 


ref|NR_025508.1 


aceae; 
ref |NR_025491.1 


ibrio. 
ref |NR_025486.1 


aceae; Halomonas 
ref |NR_025480.1 
o chagasii Bacte 


ref|NR_025479.1 


ibrio. 
ref|NR_025478.1 
o xuii Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonas. 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Halomonas muralis 


87 1785079 Halomonas muralis Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


ref|NR_025477.1 


Vibrio brasiliensis 


strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


13202 


strain LMG 20536 


13202 


marincola strain 
marincola Bacteri 


13202 


submarinus strain 
submarinus Bacter 


13202 


alexandrii strain 
alexandrii Bacter 


13202 


livingstonensis s 
livingstonensis B 
Shewanella. 


13202 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


13202 


strain ME102 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


1798094 1798174 2 


1825771 1825851 2 


1827249 1827329 2 


1828659 1828739 2 


1847096 1847176 2 


1860618 1860698 2 


Proteobacteria; 


1862159 1862239 2 


82 


82 


82 


82 


82 


train NF22 16S ribosomal RNA, partial 
Proteobacteria; 


82 


ain LMG 21861 16S ribosomal RNA, partial 


teria; Gammaproteobacteria; Alteromonadales; 


82 


ribosomal RNA, partial sequence 


gi|219878337 


16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


gi|219878319 


KMM 277 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


gi|219878318 


KMM 225 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


gi| 219878317 


C116-18 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


219878304 
sequence 


gi 


Gammaproteobacteria; Al 


219878294 
sequenc 


gi 


gi|219878293 
1861284 18627 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphila 


13202 


israelensis strai 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


1863666 1863746 2 


1865248 1865328 2 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 
13202 
strain LMG 21857 


Bacteria_16S 


82 


n Bal 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


82 


219878292 
18627 


gi 


gi|219878291 


ATCC 43984 16S ribosomal RNA, partial sequence 


ia; Proteobacteria; Gammaproteobacteria; 


1869779 1869859 2 


82 


Oceanos 


gi|219878288 


16S ribosomal RNA, partial sequence 1868909 18703 


13202 


strain HK85 


Bacteria_16S 


1875868 1875948 2 


82 


16S ribosomal RNA, partial sequence 


gi|219878284 
1874987 18764 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


13202 


strain 2674 


Bacteria_16S 


1929157 1929237 2 


82 


16S ribosomal RNA, partial sequence 


gi| 219878242 
1928261 19297 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


13202 


strain 2693 


Bacteria_16S 


1930693 1930773 2 


82 


16S ribosomal RNA, partial sequence 


gi| 219878241 
1929813 19313 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


13202 


strain 95Al 


Bacteria_16S 


1962553 1962633 2 


82 


16S ribosomal RNA, complete sequence 


gi|219878220 
1961654 19631 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


13202 


strain Cm al3 16S 


13202 


lanuginosus strai 


Bacteria_16S 


Bacteria_16S 


lanuginosus Bacteria; 


Chondromyces. 


13202 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


13202 


strain DSM 5000 1 


Bacteria_16S 


Bacteria_16S 


1982337 1982397 1 


1983922 1983982 1 
Proteobacteria; 


1985506 1985566 1 


1988628 1988708 2 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; 


61 


61 


82 


gi| 219878207 

1981436 19829 
Sorangiineae; 

gi| 219878206 


n Sy t2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Myxoco 


gi|219878205 


Cm al4 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


Myxococ 


gi|219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


13202 


proteamaculans st 
proteamaculans Ba 
Serratia. 


13202 


Bacteria_16S 


Bacteria_16S 


1990176 1990256 2 
Proteobacteria; 


1991724 1991804 2 


82 


rain DSM 4543 16S ribosomal RNA, partial 


cteria; Gammaproteobacteria; 


82 


219878202 
sequenc 
Ent 


gi 


gi|219878201 


strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 19923 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


13202 


Bacteria_16S 


1993267 1993347 2 


82 


gi|219878200 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 19938 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


13202 


Bacteria_16S 


1994815 1994895 2 


82 


gi|219878199 


Pseudomonadales; 


Pseudomonadales; 


Rhodobacterales; 


ref|NR_025476.1 


ref|NR_025458.1 
1824887 182631 
Moraxel 
ref|NR_025457.1 
1826365 182779 
Moraxe 
ref|NR_025456.1 
1827843 182926 


ref|NR_025443.1 
1846218 184771 
teromonadales; S 


ref |NR_025433.1 
e 1859752 186123 
Alt 
ref |NR_025432.1 
ceae; Oleiphilus 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
NR_025430.1 
1864353 186588 
pirillales; Halo 
ref|NR_025427.1 
Glaciecol 
ref |NR_025423.1 
Haemophilus 
NR_025381.1 


eae; 
ref 


Moritella. 
NR_025380.1 


ae; 
ref 


Moritella. 
NR_025359.1 


ae; 
ref 


eae; Pasteurella 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref |NR_025342.1 


teriaceae; 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 

ref |NR_025340.1 


teriaceae; Serra 
ref|NR_025339.1 


teriaceae; Serra 


Hyphomonadaceae; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 
Vibrio. 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 
Shewanella 

2 Shewanella 

hewanellaceae; 


Alteromonas 
3 Alteromonas 


eromonadaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chromohalobacter 

halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


a. 
Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


eae; Polyangiaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 


ref |NR_025338.1 


Serratia entomophila 


strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


tia. 


13202 
strain DSM 4594 1 
Proteobacteria; 
13202 
strain DSM 30118 
Proteobacteria; 

13202 


Gammaproteobacter 
13202 
proteus strain 42 
Bacteria; Proteob 
13202 
strain 81H-380. 
Proteobacteria; 
13202 
strain Eb 13/82 1 
Proteobacteria; 
13202 
strain $3/2-161 1 
Proteobacteria; 
13202 
strain $1/1-984 1 
Proteobacteria; 
13202 
ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 
13202 
strain $1/6-571 1 
Proteobacteria; 
13202 
strain MCS 18 16S 


1 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
Bacteria_16S 


13202 
washingtonensis s 
washingtonensis B 
Maricaulis. 
13202 
carotovorum subsp 


Enterobacteriales 
13202 
strain 63 16S rib 
Proteobacteria; G 
13202 
strain SW-47 16S 
Proteobacteria; 

13202 
strain SW-46 16S 


G 


Proteobacteria; Alphapro 


13202 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


DSM 5563 16S ribo 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1996350 1996430 2 82 gi 
ammaproteobacteria; Enterobacteriales; 
1997895 1997975 2 82 gi 


ammaproteobacteria; Enterobacteriales; 
1999434 1999514 2 82 gi 


Enterobacteriales; Enterobacteriac 
2000968 2001048 2 82 gi 
16S ribosomal RNA, partial sequence 


ia; 


2002504 2002584 2 82 gi 
ammaproteobacteria; Enterobacteriales; 
2004036 2004116 2 82 gi 


ammaproteobacteria; Enterobacteriales; 
2005581 2005661 2 82 gi 
6S ribosomal 
ammaproteobacteria; Enterobacteriales; 
2007127 2007207 2 82 gi 


ammaproteobacteria; Enterobacteriales; 
2008671 2008751 2 82 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; 


201023 
6S ribosomal 
ammaproteobacteria; Enterobacteriales; 
2019157 2019237 2 82 gi 
ribosomal RNA, partial sequence 


0 2010310 2 82 gi 


2020629 2020709 2 82 gi 
train MCS06 16S ribosomal RNA, partial 


2028102 2028182 2 82 gi 
odoriferum strain LMG 17566 16S ribo 


acteria; Gammaproteobacteria; Enteroba 
Bacteria_16S 


Gammaproteobacter 


acteria; Proteobacteria; Alphaproteoba 


6S ribosomal RNA, partial sequence 1995493 19 
ntero 
219878197 


E 


16S ribosomal RNA, partial sequence 1997016 19 
ntero 
219878196 
somal RNA, partial sequence 1998561 2000045 Pr 


E 
ea 


e; 


ct 


6S ribosomal RNA, partial sequence 2001636 20 
ntero 
219878193 


E 


6S ribosomal RNA, partial sequence 2003168 20 
ntero 
219878192 


E 


RNA, partial sequence 2004699 20 
ntero 
219878191 


E 


6S ribosomal RNA, partial sequence 2006247 20 
ntero 
219878190 
quenc 


E 


se 
ia 


v 


RNA, partial sequence 2009346 20 
ntero 
219878183 
2018337 20 
homon 
219878182 
equen 
eria; 


E 


YP 


s 
ct 


so 


erial 
219878194 


219878198 


969 
bac 


985 
bac 


agi 


Pragi 


219878195 


20000 


es; 


031 
bac 


046 
bac 


061 
bac 


077 
bac 


e 


Entero 


219878189 


108 
bac 


197 
ada 


ce 
Rh 


219878177 
mal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 


ref |NR_025337.1| Rahnella aquatilis 
65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 
ref |NR_025336.1| Proteus vulgaris 
10 Proteus vulgaris Bacteria; 
teriaceae; Proteus. 
ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 
a. 
ref |NR_025334.1| Obesumbacterium 
96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 
ref |NR_025332.1| Budvicia aquatica 
48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 
ref |NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref |NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref |NR_025328.1| Buttiauxella brennerae 
50 Buttiauxella brennerae Bacteria; 
teriaceae; Buttiauxella. 

ref|NR_025322.1| Maricaulis salignorans 
58 Maricaulis salignorans Bacteria; 
ceae; Maricaulis. 

ref |NR_025321.1 
2019809 202123 
odobacterales; H 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Pectobacterium 
e 2027216 2028703 


ref 
par 


NR_025316.1 
tial sequenc 


Proteobacteria; Gammaproteobacteria; 


DSM 4568 16S ribo 


Bacteria_16S 
somal R 


NA, partial sequence 2120505 2121907 Cedec 


ea davisae Bacte 


; Enterobacteriaceae; Pectobacterium. 

2092386 2092466 2 82 gi|219878128|ref|NR_025267.1| Shewanella baltica 
osomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2101543 2101623 2 82 gi|219878121|ref|NR_025260.1| Alteromonas marina 
ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

2118263 2118355 2 94 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 

teobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

2121305 2121385 2 82 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 


ria; Proteobacteria; 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 

13202 Bacteria_16S 2151541 2151633 2 94 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

13202 Bacteria_16S 2171244 2171336 2 94 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

13202 Bacteria_16S 2175784 2175864 2 82 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

13202 Bacteria_16S 2189435 2189515 2 82 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

13202 Bacteria_16S 2239412 2239492 2 82 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

13202 Bacteria_16S 2240923 2241003 2 82 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 


NCTC 5923 16S rib 


osomal RNA, partial sequence 


2240045 2241505 Yersinia pestis Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


13202 Bacteria_16S 2242434 2242514 2 82 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

13202 Bacteria_16S 2243945 2244025 2 82 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

13202 Bacteria_16S 2256228 2256308 2 82 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

13202 Bacteria_16S 2268622 2268714 2 94 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
strain Pl 16S ribosomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

13202 Bacteria_16S 2271665 2271745 2 82 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

13202 Bacteria_16S 2273137 2273217 2 82 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

13202 Bacteria_16S 2277784 2277864 2 82 gi|219857548|ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
13202 Bacteria_16S 2280815 2280871 2 58 gi| 219857546 |ref|NR_025134.1| Mycoplasma phocirhinis 
strain 852 16S ribosomal RNA, partial sequence 2279959 2281414 Mycoplasma phocirhinis Bacteria; 


Tenericutes; Moll 


13202 


strain A45 16S ri 
Proteobacteria; 


13202 


flavipulchra stra 


Bacteria_16S 


G 
Bacteria_16S 


2283871 2283951 2 


2291333 2291413 2 


82 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 


82 


icutes; Mycoplasmataceae; Mycoplasma. 


gi 
22 


gi 


219857544 
82981 22844 


219857538 
1 


ref|NR_025132.1 
79 Methylobacter 
aceae; Methylob 


2919 


flavipulchra Bact 


Pseudoalteromonas 
13202 
strain ACEM 9 16S 
Proteobacteria; 
13202 


lutaoensis strain 
Proteob 
Bacteria_16S 


Bacteria; 
13202 
acidaminiphila st 


acidaminiphila Ba 


Stenotrophomonas. 
13202 
strain ATCC49733 
Proteobacteria; 

13202 
strain YKJ-16 16S 
Proteobacteria; 
13202 
kunsanensis strai 


Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


in NCIMB2033 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacteri 
2294397 2294477 2 82 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2303302 2303382 2 82 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2320078 2320170 4 96 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


gi 
he 


en 
na 


s 
te. 
2363941 2364021 2 


82 gi 


ammaproteobacteria; Pasteurellales; Past 
2391219 2391299 2 82 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2401783 2401875 2 94 gi 
n HA-9T 16S ribosomal RNA, partial seque 


H 


219857535 
2293525 22949 


219857528 


219857516 


219857485 
16S ribosomal RNA, partial sequence 2363042 23645 


219857466 
2390343 23918 


219857459 


sequence 
a; Alter 


ref 
wanellaceae; 
ref 
ce 23024 
dales; Alter 
ref 


equence 
ria; Xan 
ref 
eurellaceae. 
ref 
alomonadacea 


ref 
nce 


kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 

13202 Bacteria_16S 2427850 2427930 2 82 gi| 219857439 |ref|NR_025027.1 
strain GB6 16S ribosomal RNA, partial sequence 2427049 24283 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

13202 Bacteria_16S 2442941 2443021 2 82 gi|219857424|ref|NR_025012.1 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
13202 Bacteria_16S 2446021 2446101 2 82 gi|219857422|ref|NR_025010.1 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishe 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
13202 Bacteria_16S 2447526 2447606 2 82 gi|219857421|ref|NR_025009.1 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 244812 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseud 


Pseudoalteromonas. 


13202 
strain ATCC 33531 


Bacteria_16S 


2462628 2462708 2 82 gi 
16S ribosomal RNA, partial sequence 


219857408 


ref 


04 2303932 Marin 


2319172 23207 
thomonadales; 


2400924 24023 


adales; Pse 


NR_025123.1 


Shewanella. 
NR_025116.1 
° 
omonadaceae; 
NR_025104.1 
1 


a 


xX 


NR_025073.1 


NR_025054.1 


e; Halomona 
NR_025047.1 
7 


Methylobacter marinus 
marinus Bacteria; 
cter. 
Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Stenotrophomonas 
3 Stenotrophomonas 
nthomonadaceae; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Alishewanella fetalis 


wanella fetalis 


Alishewanella. 

Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


NR_024996.1 


Raoultella planticola 


2461740 2463175 Raoultella planticola 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 


13202 


acidaminophilum s 
acidaminophilum B 


13202 


frigidicarnis str 
frigidicarnis Bac 


13202 


mediterranea stra 
mediterranea MMB- 


13202 


granulomatis stra 
granulomatis Bact 


13202 


strain HPA92 16S 
Proteobacteria; 


13202 


strain 177 16S ri 
Proteobacteria; 


13202 


strain P925 16S r 
Proteobacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2565075 2565155 2 


train DSM 3953 16S ribosomal RNA, partia 
acteria; 


Firmicutes; 
2569636 2569716 2 


ain SPL77A 16S ribosomal RNA, partial 
teria; 


Firmicutes; 
2586588 2586668 2 


in MMB1 16S ribosomal RNA, 
1 Bacteria; 


2600402 2600482 2 


in ATCC 49244 16S ribosomal RNA, partial 
eria; 


Proteobacteria; 
2601956 2602036 2 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; 


2603510 2603590 2 


bosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; 


2605064 2605144 2 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; 


2608190 2608270 2 


Proteobacteria; 


Gammaproteobacteria; Pasteurellales; 

82 gi| 219857267 |ref|NR_024898.1 
2601060 26025 
Pasteurellaceae; Mannheimia. 

82 gi|219857266|ref|NR_024897.1 
2602614 26041 
Pasteurellaceae; Mannheimia. 

82 gi|219857265|ref|NR_024896.1 
2604168 26056 
Pasteurellaceae; Mannheimia. 

82 gi| 219857263 |ref|NR_024894.1 


sequence 2599506 26010 
Pasteurellaceae; 


naphthovorans str 
naphthovorans Bac 
13202 
strain ATCC 51603 
Proteobacteria; 
13202 
strain CDC 0876-5 
Bacteria; Proteob 
13202 
strain CDC 2991-8 
Proteobacteria; G 
13202 
succinogenes stra 
succinogenes Bact 
Actinobacillus. 
13202 
strain GSL-But2 1 
Proteobacteria; D 
13202 
okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 
13202 
strain SM2-1 16S 
Proteobacteria; 

13202 
schlegeliana stra 


G 


schlegeliana Bacteria; 
Bacteria_16S 


13202 
marinintestina st 
marinintestina Ba 
Shewanella. 
13202 
strain MKT 106 16 
Proteobacteria; G 
13202 
strain ATCC15947 
Bacteria; 
13202 
strain JCM1680 16 
Proteobacteria; 
13202 
strain JCM1679 16 
Proteobacteria; 
13202 


Bacteria_16S 


Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial 
haemolyticum Bacteria; 


ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; 
2620606 2620686 2 82 gi 
16S ribosomal RNA, partial sequence 

E 
2635735 2635815 2 82 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobact 
2637299 2637379 2 82 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2638877 2638957 2 82 gi 
in 130Z 16S ribosomal RNA, partial seque 
eria; Proteobacteria; Gammaproteobacteri 


E 


2641934 2642014 2 82 gi 
eltaproteobacteria; Desulfobacterales; 
2715441 2715521 2 82 gi 
in MD17 16S ribosomal RNA, partial seque 


eria; Proteobacteria; Gammaproteobacteri 


D 


2733771 2733851 2 82 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2735261 2735341 2 82 gi 
in HRKA1 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteri 
2736751 2736831 2 82 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; 


gi 


he 


eq 
Gammaproteobacte 


2741108 2741188 2 82 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2763355 2763435 2 82 gi 


gi 


2793515 2793595 2 82 gi 


Firmicutes; Clostridia; Clostridia 


13202 
strain ATCC 12775 


Bacteria_16S 


Gammaproteobacteria; 


219857234 


219857233 


219857232 


219857230 
6S ribosomal RNA, partial sequence 2641027 26425 


219857178 


219857165 
2732909 27 


219857164 


219857163 


219857160 
2740223 27 


219857142 
16S ribosomal RNA, partial sequence 2762542 27 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 


ial sequence 2607312 26087 
Oceanospirillales; 
219857252 


26197 
nterobac 


26348 
eriales; 


26364 
nterobac 


nce 


a; Paste 


esulfoba 


nce 


a; Pseud 


343 


wanellac 


ence 
a; Alter 


uence 


ria; Alt 


416 
eromonad 


639 


Enterobacteriaceae; 
219857121 
sequence 


les; Clo 


2855878 2855958 2 82 gi 
16S ribosomal RNA, partial sequence 


219856887 


0 


7 
N 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 


82 gi|219857291|ref|NR_024922.1| Eubacterium 

1 sequence 2564201 2565708 Eubacterium 

Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

82 gi|219857288|ref|NR_024919.1| Clostridium 

sequence 2568768 2570248 Clostridium 

Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

82 gi|219857277|ref|NR_024908.1| Marinomonas 

complete sequence 2585691 2587224 Marinomonas 
Gammaproteobacteria; Oceanospirillales; Marinomonas. 

82 gi|219857268|ref|NR_024899.1| Mannheimia 


9 Mannheimia 
Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Kluyvera georgiana 
ra georgiana Bacteria; 


Kluyvera. 


Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 


teriaceae; Citrobacter. 

ref|NR_024860.1| Actinobacillus 
2637974 2639461 Actinobacillus 

urellales; Pasteurellaceae; 


Desulfocella halophila 
73 Desulfocella halophila Bacteria; 
cteraceae; Desulfocella. 
ref|NR_024806.1] Psychrobacter 

2714566 2716057 Psychrobacter 
omonadales; Moraxellaceae; 


ref |NR_024858.1 


ref|NR_024793.1| Shewanella sairae 
48 Shewanella sairae Bacteria; 
eae; Shewanella. 
ref|NR_024792.1] Shewanella 
2734399 2735838 Shewanella 
omonadales; Shewanellaceae; 
ref|NR_024791.1] Shewanella 
2735889 2737328 Shewanella 
eromonadales; Shewanellaceae; 


Shewanella. 


ref|NR_024788.1| Agarivorans albus 
76 Agarivorans albus Bacteria; 
aceae; Agarivorans. 

ref|NR_024770.1| Edwardsiella tarda 
40 Edwardsiella tarda ATCC 15947 
Enterobacteriaceae; Edwardsiella. 


2764871 2764951 2 82 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella ictaluri Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 
2766387 2766467 2 82 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 


Edwardsiella. 

ref|NR_024749.1| Clostridium 
2792664 2794128 Clostridium 

stridiaceae; Clostridium. 


28549 


ref|NR_024706.1| Pseudomonas flectens 
85 2856506 Pseudomonas flectens Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 


13202 
strain DSM 3050 1 
Proteobacteria; 
13202 


Marinobacterium. 
13202 


13202 
strain JCM 9989 1 
Firmicutes; Clost 
13202 


Proteobacteria; 
13202 
minutulum strain 
minutulum Bacteri 
13202 
japonicum strain 
japonicum Bacteri 
13202 
jannaschii strain 
jannaschii Bacter 


Bacteria_16S 


G 
Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
stanieri Bacteria; 


Bacteria_16S 
nitritogenes stra 
nitritogenes Bacteria; 
Bacteria_16S 


Bacteria_16S 
strain S-1 16S ribosomal RNA, partial sequence 


Bacteria_16S 
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2866676 2866756 2 82 gi 


Proteobacteria; Gammaproteobacteria; 


2886800 2886880 2 82 gi 
in JCM 6485 16S ribosomal RNA, partial 
Firmicutes; Clostridia; 

2889848 2889928 2 82 gi 
ridia; Clostridiales; 
2892886 2892966 2 


Eubacteriaceae; 
82 gi 


2927892 2927972 2 82 gi 
ATCC 19193 16S ribosomal RNA, partial 


2932382 2932462 2 82 gi 
ATCC 19191 16S ribosomal RNA, partial 


2933896 2933976 2 82 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


6S ribosomal RNA, partial sequence 2862729 28642 
ammaproteobacteria; Pseudomonadales; P 


Clostridia 
6S ribosomal RNA, partial sequence 2888980 28904 
2892009 28935 
Gammaproteobacteria; Vibrionales; Vibri 


Bacteria_16S 


a; Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 


a; Proteobacteria; Gammaproteobacteria; 


219856882 


219856880 
equence 
Alteromon 


219856865 
sequence 
les; Eub 
219856863 


219856861 


onaceae; V 
219856838 
sequence 

Oceanosp 
219856835 
sequence 

Oceanosp 
219856834 
sequence 

ar 


ref 
25 Pseudomonas halophila Bacteria; 
seudomonadaceae; 
ref 


adal 
ref 


acte 
ref 
51 Eubacterium budayi Bacteria; 
Eubacterium. 

ref 
02 Vibrio rumoiensis Bacteria; 
ibrio 
ref 


iril 
ref 


iril 
ref 


Alteromonadales; 


NR_024701.1] Pseudomonas halophila 
Pseudomon 
NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 
es; Alteromonadaceae; 


as. 


NR_024684.1| Eubacterium 
2885932 2887408 Eubacterium 
riaceae; Eubacterium. 
NR_024682.1| Eubacterium budayi 


NR_024680.1| Vibrio rumoiensis 


NR_024657.1| Marinospirillum 
2927022 2928477 Marinospirillum 
lales; Marinospirillum. 
NR_024654.1| Pseudospirillum 
2931509 2932967 Pseudospirillum 
lales; Pseudospirillum. 
NR_024653.1| Marinobacterium 
2933018 2934480 Marinobacterium 
Alteromonadaceae; 


Marinobacterium. 

13202 Bacteria_16S 2935404 2935484 2 82 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
13202 Bacteria_16S 2947602 2947682 2 82 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

13202 Bacteria_16S 2949092 2949172 2 82 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

13202 Bacteria_16S 2950580 2950660 2 82 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

13202 Bacteria_16S 2952081 2952161 2 82 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

13202 Bacteria_16S 2953579 2953659 2 82 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

13202 Bacteria_16S 2967151 2967231 2 82 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

13202 Bacteria_16S 3056929 3057009 2 82 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

13202 Bacteria_16S 3058467 3058547 2 82 gi| 219846883 |ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

13202 Bacteria_16S 3073356 3073436 2 82 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

13202 Bacteria_16S 3095978 3096058 2 82 gi|219846858|ref|NR_026450.1| Ruminobacter 


amylophilus strai 
Bacteria; 
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Proteob 
Bacteria_16S 
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acteria; Gammaproteobacteria; Aeromonada 


82 


les; Suc 


gi|219846769 


cinivibrionaceae 


79 3096617 Rumino 
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pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 


43 Vibrio tapetis Bacteria; 
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la dysenteriae Bacteria; 
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Shigella flexneri 

la flexneri Bacteria; 
aceae; Shigella. 
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ammaproteobacteria; Enterobacteriales; 
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219846465 
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betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Pectobacterium. 


13202 Bacteria_16S 3693290 3693370 2 82 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 

13202 Bacteria_16S 3694814 3694894 2 82 gi|219846441|ref|NR_026032.1| Pasteurella aerogenes 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

13202 Bacteria_16S 3696251 3696331 2 82 gi|219846439|ref|NR_026030.1| Actinobacillus 
porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
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13202 
strain A089 16S r 
Proteobacteria; G 
13202 
hydrogenophilus s 
hydrogenophilus B 
Geobacter. 
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Tenericutes; Moll 
13202 
strain NCTC 3438 

Bacteria; Proteob 
13202 
cryaerophilus str 
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13202 
strain DSS12 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
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Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
13202 Bacteria_16S 3966167 3966259 2 94 gi|219846248|ref|NR_025838.1 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 396678 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Novosphingobium. 

13202 Bacteria_16S 3995466 3995558 2 94 gi|219846228|ref|NR_025818.1 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
13202 Bacteria_16S 3996957 3997049 2 94 gi| 219846227 |ref|NR_025817.1 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 399757 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryth 
Erythrobacter. 

13202 Bacteria_16S 3998451 3998543 2 94 gi|219846226|ref|NR_025816.1 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 399906 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryt 
Porphyrobacter. 

13202 Bacteria_16S 4002924 4003004 2 82 gi|219846223|ref|NR_025813.1 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photob 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photoba 
13202 Bacteria_16S 4005937 4006017 2 82 gi|219846221|ref|NR_025811.1 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 400647 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alte 
Salinimonas. 

13202 Bacteria_16S 4019508 4019588 2 82 gi|219846210|ref|NR_025800.1 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 402012 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

13202 Bacteria_16S 4022597 4022677 2 82 gi|219846208|ref|NR_025798.1 
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83 Xenorhabdus poinarii Bacteria; 
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13202 
aliena strain KMM 
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Pseudoalteromonas. 


13202 


Bacteria_16S 


4055814 4055894 2 


82 


strain SS20 16S ribosomal RNA, partial sequence 
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219846204 


219846203 


219846199 


219846190 


219846189 


ref|NR_025794.1 
Shewanella. 
ref |NR_025793.1 
Shewanella. 


ref|NR_025789.1 


ref|NR_025780.1 
ref 


NR_025779.1 


ref|NR_025775.1 


ref|NR_025773.1 


Oo ezurae Bacteria; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Erythrobacter 


07 4036950 Erythrobacter aquimaris 
Erythrobacteraceae; 


Erythrobacter. 
Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
Alteromonas. 


Vibrio ezurae strain 
Proteobacteria; 


Pseudoalteromonas 


28 4053458 Pseudoalteromonas aliena 


Halomonas koreensis 


4054980 40563 


13202 


HT 2-1 16S riboso 
Gammaproteobacter 


Bacteria_16S 


4104116 4104196 2 


mal RNA, partial sequence 
ia; Vib 


4123951 4124031 2 


82 


82 


gi 


4103238 4104753 Vibri 
rionales; Vibrionaceae; Vibrio. 


gi 


219846150 


219846134 


Halomonadaceae; 


78 Halomonas koreensis Bacteria; 
Halomonas. 


ref|NR_025740.1 


ref 


o gallicus Bacteria; 


Vibrio gallicus strain 
Proteobacteria; 


Volucribacter 


13202 Bacteria_16S 
psittacicida strain Gerl 
psittacicida Bacteria; P 
Volucribacter. 
13202 Bacteria_16S 
halophilus strain JC2043 
halophilus Bacteria; Pro 
Aestuariibacter. 

13202 Bacteria_16S 
salexigens strain JC2042 
salexigens Bacteria; Pro 
Aestuariibacter. 

13202 Bacteria_16S 
strain KMM 3809 16S ribo 
Proteobacteria; Gammapro 
13202 Bacteria_16S 
strain KMM 3823 16S ribo 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
13202 Bacteria_16S 4186879 4186959 2 82 gi| 219846085 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 41874 


Proteobacteria; Gammapro 


4128478 4128558 2 


4129967 4130047 2 


4170028 4170108 2 


roteobacteria; 


82 


82 


82 


82 


13202 Bacteria_16S 
ganghwensis Bacteria; Pr 
13202 Bacteria_16S 
translucida Bacteria; Pr 
Pseudoalteromonas. 
13202 Bacteria_16S 


paragorgicola Bacteria; 
Pseudoalteromonas. 
13202 Bacteria_16S 
strain F2R9 16S ribosoma 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
75118 
phaeovibrioides strain 2631 16S ribosomal RNA, partial 


13202 Bacteria_16S 
phaeovibrioides Bacteria 
Chlorobium. 
13202 Bacteria_16S 


Desulfocapsa. 
13202 Bacteria_16S 


4215643 4215723 2 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial 


4235324 4235404 2 


97708 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; 


119162 119257 1 


82 


oteobacteria; 
82 


oteobacteria; 
82 
Proteobacteria; 


1 RNA, partial ae 
75205 4 91 
; Chlorobi; Chlorobia; 
97767 2 61 


96 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; Alteromonadaceae; 
4179260 4179340 2 
somal RNA, partial sequence 4178357 41798 


teobacteria; Vibrionales; Vibrionaceae; V 
4196011 4196091 2 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
4214089 4214169 2 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Gammaproteobacteria; Alte 


Chlorobiales; 


- 236/81 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846131 


gi| 219846130 


gi|219846100 


gi|219846094 


gi|219846078 


Oceano 
gi| 219846065 
Altero 


219846064 
sequence 


gi 


gi|219846045 
4234473 42358 
Enterobac 
265679014 
sequence 

Chlo 


gi 


gi| 265678998 


Desu 


Pasteurellales; 


Alteromonadales; 


Alteromonadales; 


NR_025724.1 
4123103 4124536 Volucribacter 
Pasteurellaceae; 
ref|NR_025721.1| Aestuariibacter 
127615 4129048 Aestuariibacter 
Alteromonadaceae; 


rs 


ref|NR_025720.1| Aestuariibacter 
129099 4130537 Aestuariibacter 


Alteromonadaceae; 


rs 


ref|NR_025690.1| Marinobacter excellens 
64 Marinobacter excellens Bacteria; 
Marinobacter. 

ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 


eae; Shewanella. 
ref|NR_025675.1| Vibrio superstes 
86 Vibrio superstes Bacteria; 
ibrio. 
ref|NR_025668.1| Zooshikella 
4195136 4196576 Zooshikella 
spirillales; Hahellaceae; Zooshikella. 
ref|NR_025655.1| Pseudoalteromonas 


4213214 4214713 Pseudoalteromonas 
monadales; Pseudoalteromonadaceae; 


ref|NR_025654.1] Pseudoalteromonas 
4214764 4216269 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 
teriaceae; Klebsiella. 
ref |NR_029322.1| Chlorobium 

74295 75601 Chlorobium 
robiaceae; Chlorobium/Pelodictyon group; 
ref|NR_029306.1| Desulfocapsa 

96815 98277 Desulfocapsa 


lfobacterales; Desulfobulbaceae; 


gi| 265678983 


cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 


ref|NR_029291.1| Cellulosimicrobium 
118321 119772 Cellulosimicrobium 


cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonosporaceae; 
13202 Bacteria_16S 
strain Prevot 247 


13202 Bacteria_16S 


aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Kineococcus. 


Kineosporiaceae; 
13202 Bacteria_16S 
strain 2502 16S r 


13202 Bacteria_16S 
strain 47001 16S 


13202 Bacteria_16S 
strain LC 1 16S r 


Cellulosimicrobium. 


126802 126897 1 96 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


147882 147977 1 96 


226001 226095 1 96 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


229014 229108 1 96 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


244613 244692 4 83 


ibosomal RNA, partial sequence 


265678978 
12591 


gi 


gi| 265678964 


gi|265678912 
225125 22658 


gi|265678910 
228138 22959 


gi| 265678899 
243690 24511 


nomycineae; 


Corynebacterineae; 


Corynebacterineae; 


ref |NR_029286.1 
Actinomycetac 
ref |NR_029272.1 

147044 148460 


ref|NR_029220.1 
1 Mycobacterium 
Mycobacteri 
ref|NR_029218.1 
5 Mycobacterium 
Mycobacteri 


ref |NR_029207.1 


Actinomyces meyeri 


8 127358 Actinomyces meyeri Bacteria; 
e 


ae; Actinomyces. 
Kineococcus 
Kineococcus 


Actinomycetales; Kineosporiineae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

13202 Bacteria_16S 252141 252200 2 61 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

13202 Bacteria_16S 329359 329449 4 94 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

13202 Bacteria_16S 353643 353702 2 61 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 


strain 941 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 


13202 Bacteria_16S 


strain HTCC2597 16S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


13202 Bacteria_16S 


effusa strain AP103 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


13202 Bacteria_16S 
strain XILO8 16S 


Xylanibacterium. 
13202 Bacteria_16S 
strain YIM 70085 


13202 Bacteria_16S 
strain CCUG 42773 


ribosomal RNA, 


379103 379162 2 61 


386797 386888 4 95 


406752 406847 1 96 


422208 422303 1 96 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


596300 596395 1 96 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


352821 35423 


gi| 265678802 


265678797 

38592 
s 
gi| 265678784 
405881 40739 


gi 


gi| 265678773 


265678655 
59545 


gi 


13202 
rhizophila strain 
Bacteria; Proteob 
13202 
azorensis strain 
Bacteria; 
13202 
catecholicum stra 


catecholicum Bacteria; 
Bacteria_16S 
strain B43 16S ribosomal RNA, partial sequence 


13202 


Proteobacteria; 
13202 
strain AIP313.00 

Firmicutes; Clost 
13202 
haemoperoxidus st 


haemoperoxidus Bacteria; 
Bacteria_16S 


13202 
radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 

13202 
singaporensis str 
singaporensis Bac 
Desulforhopalus. 

13202 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


638855 638946 4 95 gi 
e-pl10 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
654000 654079 4 83 gi 
MV1087 16S ribosomal RNA, partial sequ 
Clostridia; Clostridiales; Clostr 
688802 688861 2 61 gi 
in NZva20 16S ribosomal RNA, partial s 
Proteobacteria; Deltaproteobacte 
717338 717397 2 61 gi 


805222 805301 4 83 gi 
ridia; Clostridiales; Veillonellaceae; 
831246 831337 4 94 gi 
rain 440 16S ribosomal RNA, partial se 
Firmicutes; Lactobacillales; E 
852280 852375 1 96 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 

907046 907105 2 61 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


716437 71796 
Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 
16S ribosomal RNA, partial sequence 804384 80579 


265678625 
ence 63798 
nadales; X 
265678614 
ence 65316 
idiaceae; 
265678590 
equence 
ria; Desul 
265678570 


Enterobac 
265678509 


Anaeroglo 
265678492 
quence 

nterococca 
265678478 
1 sequence 
e; Actinom 


265678440 
al sequenc 
eria; Desu 


927262 927321 2 61 gi 


ae; 
ref 


Rhodoplanes 
NR_029107.1 


aceae; Oceanicol 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref|NR_029089.1 


; Promicromonos 


ref |NR_029078.1 
; Yaniellaceae; 
ref|NR_028960.1 
5 596820 Actino 
; Actinomycetace 
ref |NR_028930.1 


3 Rhodoplanes roseus Bacteria; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 

Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 
poraceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 

Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Stenotrophomonas 
rophomonas rhizophila 


2 639478 Stenot 

anthomonadaceae; Stenotrophomonas. 

ref|NR_028919.1| Caloranaerobacter 

3 654605 Caloranaerobacter azorensis 

Caloranaerobacter. 

ref|NR_028895.1| Desulfobacterium 
687908 689408 Desulfobacterium 


265678427 


psychrophila strain LSv54 16S ribosomal RNA, partial sequence 


fobacterales; Desulfobulbaceae. 
ref|NR_028875.1| Enterobacter pyrinus 
8 Enterobacter pyrinus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028812.1| Anaeroglobus geminatus 
1 Anaeroglobus geminatus Bacteria; 
bus. 
ref|NR_028795.1] Enterococcus 

830324 831835 Enterococcus 
ceae; Enterococcus. 
ref|NR_028781.1| Kineococcus 

851409 852783 Kineococcus 
ycetales; Kineosporiineae; 
ref|NR_028742.1] Desulforhopalus 
e 906169 907666 Desulforhopalus 
lfobacterales; Desulfobulbaceae; 
ref|NR_028729.1| Desulfotalea 


926361 927852 Desulfotalea 


psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfotalea. 


13202 Bacteria_16S 953534 953593 2 61 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

13202 Bacteria_16S 955094 955153 2 61 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

13202 Bacteria_16S 1161587 1161682 1 96 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 

13202 Bacteria_16S 1222017 12221121 96 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

13202 Bacteria_16S 1226567 1226662 1 96 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

13202 Bacteria_16S 1231193 1231284 4 95 gi|219878275|ref|NR_025414.1| Thermocrinis albus 
strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 1231793 Thermocrinis albus DSM 14484 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 

13202 Bacteria_16S 1261256 1261351 1 96 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

13202 Bacteria_16S 1264239 1264329 4 94 gi| 219846655 |ref|NR_026247.1| Treponema 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 1263357 1264835 Treponema 
lecithinolyticum Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

13202 Bacteria_16S 1367289 1367380 4 95 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 
strain E58 16S ribosomal RNA, complete sequence 1366379 1367926 Chlamydophila pecorum E58 Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

13202 Bacteria_16S 1538295 1538390 1 96 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

13202 Bacteria_16S 1615639 1615698 2 61 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
strain CM243 16S ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

13202 Bacteria_16S 1655156 1655247 4 95 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

13202 Bacteria_16S 1739045 1739140 1 96 gi|219878382|ref|NR_025521.1]| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

13202 Bacteria_16S 1748253 1748332 4 83 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

13202 Bacteria_16S 1814980 1815071 4 95 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

13202 Bacteria_16S 1845566 1845625 2 61 gi|219878305|ref|NR_025444.1| Maricaulis virginensis 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 1846167 Maricaulis virginensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

13202 Bacteria_16S 1902035 1902130 1 96 gi|219878262|ref|NR_025401.1]| Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

13202 Bacteria_16S 1910734 1910829 1 96 gi|219878256|ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

13202 Bacteria_16S 1938214 1938309 1 96 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

13202 Bacteria_16S 1952042 1952137 1 96 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


13202 


jannaschiana stra 
jannaschiana Bact 


13202 


strain DSM 2665 1 


13202 


strain MCS 25 16S 


13202 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


13202 


strain DSM 5192 1 
Firmicutes; 


13202 


Soel 16S ribosoma 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Gammaproteobacteria; 


13202 


glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 
glaciale Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


acteria; 


Clostridia; 


Bacteroidetes; 


2013265 2013324 2 


2014725 2014784 2 


2017685 2017744 2 


2043370 2043461 4 
Proteobacteria; 


2051204 2051283 4 


2089388 2089479 4 


1 RNA, partial sequence 
Xanthomonadales; 


2106127 2106182 4 


2116771 2116830 2 


61 


in ATCC 33883 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


61 


6S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


95 


train L2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


83 


6S ribosomal RNA, partial sequence 2050314 20518 
Clostridiales; Veillonellaceae; 


95 
2088 


59 


Flavobacteria; 


61 


219878187 

sequenc 
Rhodo 
219878186 


gi 
gi 
gi|219878184 
2016867 20182 
gi|219878166 
Xa 
gi| 219878158 


Anaerosin 


gi|219878130 


549 2089942 Nevskia ramosa Bacter 
Sinobacteraceae; 


Nevskia. 
219878116 


gi 


Flavobacteriales 
gi| 219857657 


elongatus strain 


Microbulbifer. 
13202 
micronuciformis s 


Bacteria_16S 
train AIP 412.00 16S ribosomal RNA, partial sequ 


2140946 2141025 4 83 gi 


DSM 6810 16S ribosomal RNA, partial sequence 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; 


Alteromo 


219857641 


micronuciformis B 


13202 


strain DM12 16S r 


13202 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


13202 


strain LSv514 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobu 


13202 


strain SCH-89 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


13202 


strain VP-6 16S r 


13202 


strain VP-5 16S r 


13202 


strain MHS-2 16S 


13202 


strain MHS-3 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


teria; 


Firmicutes; 
2335185 2335244 2 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


2439885 2439944 2 


ain Z-0021 16S ribosomal RNA, 


Proteobacteria; 


2524563 2524622 2 


2536664 2536723 2 


2538022 2538081 2 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


2539427 2539486 2 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


2540757 2540816 2 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


2542162 2542221 2 


Clostridia; 


61 


61 


61 


61 


61 


61 


61 


61 


ribosomal RNA, partial sequence 


complete sequence 
Gammaproteobacteria; Meth 


Clostridiales; 
gi| 219857505 
2334350 23357 


gi|219857428 


gi| 219857361 
2523668 25251 


gi| 219857353 
2535834 25371 


gi|219857352 
2537193 25385 


gi|219857351 
2538597 25399 


gi| 219857350 
2539981 25412 


gi|219857349 
2541332 25426 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
13202 Bacteria_16S 2625147 2625238 4 95 gi| 219857248 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequenc 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; X 
Rhodanobacter. 

13202 Bacteria_16S 2631269 2631328 2 61 gi| 219857238 


strain hl 16S rib 


13202 


osomal RNA, partial sequence 


2630432 26317 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


Bacteria_16S 


strain IM1 16S ri 


13202 
A1-17B 16S riboso 
Actinobacteridae; 
13202 
subterraneus stra 
subterraneus Bact 
13202 


2662979 2663038 2 61 gi| 219857215 
bosomal RNA, partial sequence 2662145 26634 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 
2745594 2745689 1 96 gi| 219857157 
mal RNA, partial sequence 2744758 2746095 Rothi 
Actinomycetales; Micrococcineae; Micrococcaceae 
2823714 2823805 4 95 gi| 219856908 
in HGP1 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Aquificaceae; Hydr 
2851206 2851297 4 95 gi| 219856890 


2042490 204400 
nthomonadales; X 
ref|NR_025297.1 


uS. 


ref |NR_025269.1 


ref|NR_025255.1 
105286 210665 


; Cryomorphaceae 


ND 


aceae; Paracoccu 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


ref|NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref|NR_024941.1 


ceae; 
ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref|NR_024866.1 
92 Methylarcula 


ref|NR_025326.1| Hyphomonas 

e 2012455 2013864 Hyphomonas 

bacterales; Hyphomonadaceae; Hyphomonas. 
ref|NR_025325.1| Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Hyphomonas. 
ref |NR_025323.1| Maricaulis parjimensis 
86 Maricaulis parjimensis Bacteria; 
ceae; Maricaulis. 
ref|NR_025305.1] Stenotrophomonas 


2 Stenotrophomonas 
anthomonadaceae; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Brumimicrobium 
6 Brumimicrobium 
; Brumimicrobium. 


ref|NR_025246.1| Microbulbifer 

2115900 2117390 Microbulbifer 
nadales; Alteromonadaceae; 
ref|NR_025230.1| Megasphaera 
ence 2140092 2141502 Megasphaera 
Veillonellaceae; Megasphaera. 
ref|NR_025093.1| Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Methylobacter 

1 Methylobacter 

hylococcaceae; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


ceae; Hyphomonas. 

ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas. 

ref|NR_024939.1| Hyphomonas hirschiana 
30 Hyphomonas hirschiana Bacteria; 
ceae; Hyphomonas. 

ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 

ceae; Hyphomonas. 

ref|NR_024937.1| Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Methylarcula terricola 


terricola Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2822817 282431 
ogenobacter. 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 


aceae; Methylarcula. 

ref|NR_024843.1| Methylopila capsulata 
75 Methylopila capsulata Bacteria; 

e; Methylopila. 

ref|NR_024785.1| Rothia aeria strain 

a aeria Bacteria; Actinobacteria; 

; Rothia. 

ref|NR_024729.1| Hydrogenobacter 


3 Hydrogenobacter 


ref |NR_024709.1 
2850317 285183 


Pseudomonas 
5 Pseudomonas 


hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
13202 Bacteria_16S 
strain ATCC 19374 
Bacteria; Proteob 
13202 Bacteria_16S 
carboxydohydrogen 
carboxydohydrogen 
13202 Bacteria_16S 
strain IFO 15467 
Proteobacteria; G 
13202 Bacteria_16S 
aurantiacum strai 
aurantiacum Bacteria; Actinobacteria; 
Micromonosporaceae; Virgisporangium. 
13202 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 
13202 Bacteria_16S 
strain HK1 0089 1 


13202 Bacteria_16S 
sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 
13202 Bacteria_16S 
pedioforme strain 
pedioforme Bacter 
13202 Bacteria_16S 
strain NCTC 9810 
Firmicutes; Clost 
13202 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 
Desulfofustis. 
13202 Bacteria_16S 
strain DSM 7083 1 


ria; Proteobacteria; 


ridia; 


13202 Bacteria_16S 
nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; Brachybacterium. 
13202 Bacteria_16S 
strain CIP 103259 


13202 Bacteria_16S 
strain 6843 DSM 1 


13202 Bacteria_16S 


2852775 2852866 4 

16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2860489 2860548 2 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2930877 2930936 2 
16S ribosomal RNA, partial sequence 2930007 29314 
ammaproteobacteria; Oceanospirillales; 
2941429 2941523 1 
n YU438-5 16S ribosomal RNA, partial s 


2996108 2996199 4 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3133438 3133533 1 
6S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
3136444 3136503 2 
n SB164P1 16S ribosomal RNA, partial s 


3150047 3150106 2 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3229056 3229135 4 
16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales; 
3238283 3238342 2 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


3356570 3356665 1 
6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
3358133 3358228 1 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


3414336 3414430 1 
16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
3478909 3479004 1 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
3591514 3591601 4 


95 gi 


61 gi 


61 gi 


95 gi 


equence 
Actinobacteridae; Actinomyc 
95 gi|219846926 
sequence 
icaceae; H 
96 gi| 219846833 


ococcineae; 
61 gi| 219846831 
equence 
Deltaproteobacteria; Desulf 
61 gi|219846822 
equence 
a; Chromat 
83 gi| 219846768 


Clostridiales Family XI. I 

61 gi| 219846762 
equence 

a; Desulfo 

96 gi|219846679 


oc 
96 gi 
1 
e; 
95 gi 
no 
96 gi 
no: 
91 gi 
s 


na 


ar 
ob 


ie} 


219856889 


219846635 


dales; 
219856884 
tial sequenc 
acteria; 
219856836 


ceanobac 
219856829 


occineae 
219846678 
sequence 

Actinomycet 


mycineae 
219846590 


28518 
xX 


34134 


mycineae; 
219846515 


ref|NR_024708.1| Pseudomonas geniculata 
86 2853382 Pseudomonas geniculata 

anthomonadaceae. 
ref |NR_024703.1 
e 285967 


Pseudomonas 

1 2861120 Pseudomonas 
Rhizobiales; Bradyrhizobiaceae. 
ref|NR_024655.1| Oceanobacter kriegii 
58 Oceanobacter kriegii Bacteria; 

ter. 
ref |NR_024648.1 
2940579 294204 
etales; Micromon 


Virgisporangium 
7 Virgisporangium 
osporineae; 


ref|NR_026518.1 
2995219 299673 

ydrogenobacter. 

ref|NR_026425.1| Demetria terragena 

43 Demetria terragena Bacteria; 

; Dermacoccaceae; Demetria. 

ref |NR_026423.1| Desulfocapsa 

135552 3137033 Desulfocapsa 

obacterales; Desulfobulbaceae; 


Hydrogenobacter 
2 Hydrogenobacter 


Ww 


ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
ref |NR_026360.1 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Anaerococcus octavius 
00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 
ref|NR_026354.1| Desulfofustis 

3237371 3238917 Desulfofustis 
bacterales; Desulfobulbaceae; 


ref|NR_026271.1| Dermabacter hominis 

06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 

ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 

ales; Micrococcineae; 


ref|NR_026227.1| Actinomyces israelii 
73 3414913 Actinomyces israelii Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026182.1| Actinomyces georgiae 
43 Actinomyces georgiae Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026107.1] Acetobacter 

3590670 3592148 Acetobacter 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 

13202 
hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 
13202 
periodonticum str 
periodonticum Bac 
13202 
nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 
13202 
strain Karp 16S r 


13202 
alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
Bacteria_16S 


13202 
strain ATCC 15466 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteri 
3602325 3602420 1 96 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3618865 3618954 4 94 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3620246 3620335 4 94 gi 
animalis strain NCTC 12276 16S ribosomal 
animalis Bacteria; 


2 
1 
7 


se 
Fu 


Fusobacterium. 
3935085 3935144 2 61 
ibosomal RNA, partial sequence 


gi 


ke 
4027099 4027154 2 57 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


eq 
ri 


19846505 


219846493 


219846492 


219846270 
3934247 39357 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


Bacteria_16S 219846205 


equence 
a; Rhodospirillales; Ace 
ref |NR_026097.1 
sequence 3601450 360294 
Actinomycetales; 


ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref|NR_026084.1 
RNA, partial sequence 
Fusobacteria; 


quence 
sobacter 


ref|NR_025860.1 


ttsiaceae; Rickettsieae; 
ref|NR_025795.1 

4026183 402770 
fobacterales; De 


uence 
a; Desul 


4037845 4037904 2 61 gi 
16S ribosomal RNA, partial sequence 


219846198 


tobacteraceae; 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


ref|NR_025788.1 
4037001 4038390 Thiomo 


Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 


Thiomonas intermedia 
nas intermedia Bacteria; 


13202 
strain MB 1871 16 
Firmicutes; Bacil 
13202 
strain C3H-21 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
13202 Bacteria_16S 25148 25238 4 94 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 59963 60041 4 82 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

13202 Bacteria_16S 61511 61589 4 82 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

13202 Bacteria_16S 76495 76573 4 82 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

13202 Bacteria_16S 86994 87084 4 94 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

13202 Bacteria_16S 96162 96240 4 82 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

13202 Bacteria_16S 106880 106970 4 94 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
13202 Bacteria_16S 134422 134516 1 95 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

13202 Bacteria_16S 135903 135997 1 95 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

13202 Bacteria_16S 152507 152596 4 94 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 176961 177041 2 82 gi| 265678945 |ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

13202 Bacteria_16S 184551 184608 4 62 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 186123 186212 4 94 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 


strain 113-1 16S 


Bacteria_16S 


Bacteria_16S 


4105674 4105753 4 83 

S ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
4244331 42444261 96 gi 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
13202 Bacteria_16S 220088 220177 4 94 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
13202 Bacteria_16S 270042 270132 4 94 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
13202 Bacteria_16S 279184 279238 4 58 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
13202 Bacteria_16S 309608 309698 4 94 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
13202 Bacteria_16S 337196 337290 1 95 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 
13202 Bacteria_16S 359535 359629 1 95 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
13202 Bacteria_16S 361081 361175 1 95 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 


4104804 41063 


4243475 42448 


185230 18674 


219846149 


219722939 


sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 


sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Nesterenkonia. 


ref 


11 Paenibacillus 


ref 


NR_025739.1 


NR_024571.1 


lactis Bacteria; 


8 Clostridium ramosum Bacteria; 


360205 361665 Nesterenkonia 


Paenibacillus lactis 


Brachybacterium muris 
83 Brachybacterium muris Bacteria; 


13202 


XILO1 16S ribosomal RNA, 
Actinobacteridae; 


13202 


Bacteria_16S 


Bacteria_16S 


377576 377670 1 


426914 427008 1 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


95 gi 


376697 378215 Agromyces 
obacteriaceae; 


95 gi 


265678803 


265678770 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 
13202 
halotolerans stra 
halotolerans Bact 
Nesterenkonia. 
13202 
kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 
13202 
gangotriensis str 
gangotriensis Bac 


13202 
variabile strain 
Bacteria; Firmicu 
13202 
strain CMS90 16S 


13202 
pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 
13202 
strain 6111 16S r 
Proteobacteria; G 
13202 
nematophilus stra 
nematophilus Bact 
13202 
cellulosilytica s 
cellulosilytica B 
Promicromonospora 
13202 
strain U 16S ribo 
Bacillales; Bacil 
13202 
mexicanus strain 
Bacteria; Proteob 
13202 
strain CFBP 4188 
Proteobacteria; G 
13202 
strain I-132 16S 
Actinobacteria; A 
13202 
strain I-273 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geobacillus uzenensis 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


esterenkonia. 

430001 430095 1 95 gi 
in YIM70084 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 


494463 494557 1 95 gi 
in KGN15 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 


495968 496062 1 95 gi 
ain LzlY 16S ribosomal RNA, partial sequ 


540229 540319 4 94 gi 
BI 114 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Ruminoco 
646656 646750 1 95 gi 
ribosomal RNA, partial sequence 
669089 669183 2 


96 gi 


Arcanobacterium. 
699458 699539 2 84 
ibosomal RNA, partial sequence 


gi 


laceae; Geobacillus. 

858430 858508 4 82 gi 
Lupl 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovib 
867628 867706 4 82 gi 


1114707 1114801 1 95 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1116233 1116327 1 95 
ribosomal RNA, partial sequence 


gi 


gi 


Kineos 


ain YIM70097 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678768 


equence 


Actinomycetales; 


265678722 


ence 


Actinomycetales; 


265678721 


ence 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Micrococcaceae; Arthrobacter. 
Bacteria_16S 265678692 
ce 539384 540811 Subdol 


Subdoligranulum. 


ccaceae; 


265678620 
645783 647259 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Bacteria_16S 265678603 
ain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678583 
698584 69993 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
Bacteria_16S 


762168 762258 4 94 gi| 265678538 |ref|NR_028842.1 
in NEMla 16S ribosomal RNA, partial sequence 761257 762788 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

782235 782329 1 95 gi|265678524|ref|NR_028828.1 
train XILO7 16S ribosomal RNA, partial sequence 781358 782875 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
ceae; Xylanimonas. 

840354 840443 4 94 gi| 265678486 |ref|NR_028789.1 


265678473 


85752 


rionales; Desulfovibrion 
265678467 
16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
265678299 
1113840 11153 


DSM 1552 16S ribo 
Firmicutes; Erysi 


13202 


stercorihominis D 
stercorihominis D 


13202 


colihominis DSM 1 
17241 Bacteria; Firmicutes; 


13202 


acetiphilus DSM 1 
12809 Bacteria; Deferribacteres; 


13202 


strain Cal06 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 


13202 


urealyticum DSM 7109 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


somal R 
pelotri 


SM 1724 
SM 17244 Bacteria; 


7241 16 


1166178 1166267 4 


1182825 1182915 4 


1184317 1184407 4 


Clostridia; 
1196452 1196542 4 


1217545 1217639 1 


1291307 1291400 1 


94 gi 


94 gi 


94 gi 


S ribosomal RNA, partial sequence 
Clostridiales; 


94 gi 


2809 16S ribosomal RNA, partial sequence 
Deferribacterales; 


Def 


95 gi 


94 gi 


Clostridia; 


228720470 


NA, partial sequence 1165300 1166687 Clostridium spiroform 
chi; Erysipelotrichales; Erysipelotrichac 


228717350 


4 16S ribosomal RNA, partial sequence 
Firmicutes; 


228717037 
11834 
Ruminococc 
228715574 
11955 


219878473 


1216681 12181 


228720812 


Clostridiales; 


erribacteraceae; 


ref|NR_029108.1 
Agromyces. 
ref|NR_029075.1 

426041 427535 
Microc 


ref |NR_029073.1 
429128 430610 


ref |NR_029027.1 
493586 495067 
Microco 


ref |NR_029026.1 
495118 496571 
Microc 


ref|NR_028997.1 


ref |NR_028925.1 
Micrococcaceae 
ref |NR_028908.1 
Actino: 


ref|NR_028888.1 


Thiocystis. 


ref|NR_028776.1 
6 859025 Desulf 
ref|NR_028770.1 


Xanthomon 


ref|NR_028600.1 


ref|NR_028599.1 


ref|NR_027592.1 
eae. 
ref|NR_027562.1 
181973 118343 
Eubact 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027535.1 
65 1197080 Denitr 
Denitrovi 
NR_025612.1 


R 


ref 


Agromyces ulmi strain 


ulmi Bacteria; Actinobacteria; 


Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 


Micrococcineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


occineae; 


Subdoligranulum 
igranulum variabile 


Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 
Arcanobacterium 
Arcanobacterium 

mycineae; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Paenibacillus 
Paenibacillus 


Xylanimonas 
Xylanimonas 
ococcineae; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
Kineosporiineae; Kineosporiace 
265678298 
1115364 11168 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
poriineae; Kineosporiace 


ae; Kineosporia. 
Clostridium spiroforme 
e DSM 1552 Bacteria; 


Anaerofustis 

4 Anaerofustis 
eriaceae; Anaerofustis. 
Anaerotruncus 

truncus colihominis DSM 
ncus. 

Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Arthrobacter bergerei 


48 Arthrobacter bergerei Bacteria; 


; Arthrobacter. 


ref|NR_027597.1 


Corynebacterium 


1290453 1291853 Corynebacterium urealyticum 


DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


13202 Bacteria_16S 1312425 1312503 4 82 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

13202 Bacteria_16S 1334019 1334113 1 95 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

13202 Bacteria_16S 1392900 1392954 4 58 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 


strain MP145 16S 
Tenericutes; Moll 
13202 
psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


13202 
antibioticus stra 
antibioticus Bact 
Lysobacter. 
13202 
aerolata strain V 
Bacteria; Actinob 


Promicromonospora. 
Bacteria_16S 


13202 
nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 


13202 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1421525 1421619 1 95 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


ak 
ri 


1429321 1429399 4 82 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacteri 
1449313 1449407 1 95 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 
1453758 1453852 1 95 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1 
ri 


1467302 1467392 4 94 


ce 


1392046 13934 


224581444 
ence 
Act 


sequ 
dae; 


224581439 
sequen 


ce 


a; X 


224581421 
4484 
Micr 


1 
es; 


224581418 
ence 
Act 


sequ 
dae; 


224581408 


anth 


92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


Lysobacter 
1 Lysobacter 
homonadaceae; 


ref |NR_027202.1 
60 1449852 Promic 
ococ 


Promicromonospora 
romonospora aerolata 
cineae; Promicromonosporaceae; 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


ref 


Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 
13202 
afermentans subsp 


Corynebacterium afermentans subsp. 


Actinomycetales; 
13202 
strain DSM 20127 
Actinobacteria; A 
13202 
papyrosolvens DSM 
2782 Bacteria; Fi 
13202 
strain DSM 12798 
Actinobacteria; A 


ibosomal RNA, partial sequence 


gi 


NR_027189.1 


Treponema putidum 


1466484 14678 


91 Treponema putidum Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


rochaetales; Spirochaetaceae; Treponema. 
1500640 1500733 1 94 gi 


afermentans strain CIP 103499 16S ribo 


Corynebacterineae; Corynebacteriaceae; C 
1502031 1502125 1 95 gi 
16S ribosomal RNA, complete sequence 

ctinobacteridae; Actinomycetales; Micr 
1577434 1577524 4 94 gi 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 


1605179 1605273 1 95 gi 


oc 
en 


lo 


ctinobacteridae; Actinomycetales; Microc 


13202 
arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 
13202 
strain R5292 16S 
Actinobacteria; A 
13202 
gandavensis strai 
gandavensis Bacte 
Arthrobacter. 
13202 
nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 
13202 
strain CCUG 41709 
Actinobacteria; A 
13202 
radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 
13202 
strain DSM 12838 
Proteobacteria; 
13202 


D 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1606720 1606814 1 95 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


qu 


v 


1682620 16827141 95 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1799585 1799679 1 95 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


gi 
no 


qu 


1874406 1874500 1 95 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


s 
Ac 


1907744 1907838 1 95 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1932243 19323371 95 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1933696 1933786 4 


no 


al 


’ 


94 gi 


219846622 
somal RN. 
afermentans Bacteria; Actinobacteria; 
orynebac 
219846604 


15011 


ce 15765 


ence 


219878420 
1681727 16832 
mycineae 
219878336 


ence 


Actinomyc 


219878285 


equence 


219878258 


19068 
mycineae 


219878240 


sequenc 
Actinomy 


219878239 


16S ribosomal RNA, partial sequence 1932811 19342 


eltaproteobacteria; Desulfovibrionales; 


1954978 1955072 1 95 gi 


occineae 
219846510 


stridiac 
219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
occineae 
219878472 


Actinomy 


tinomyce 


Desulfomicro 
219878225 


ref 
A, c 


NR_026214.1| Corynebacterium 
omplete sequence 1499786 1501111 
Actinobacteridae; 
terium. 
ref |NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref|NR_026102.1| Clostridium 
77 1578067 Clostridium papyrosolvens DSM 
eae; Clostridium. 
ref|NR_025613.1] Arthrobacter mysorens 
05 Arthrobacter mysorens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_025611.1] Arthrobacter 

1605856 1607314 Arthrobacter 
cetales; Micrococcineae; Micrococcaceae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 


v 


v 


ref|NR_025559.1| Actinomyces oricola 
34 Actinomyces oricola Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_025475.1] Arthrobacter 

1798724 1800168 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


ref|NR_025424.1 
1873541 187493 
tales; Micrococc 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025379.1| Actinomyces 
e 1931360 1932760 Actinomyces 
cetales; Actinomycineae; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 


ref|NR_025378.1| Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 
biaceae; Desulfomicrobium. 


ref |NR_025364.1| Actinomyces 


urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


13202 


strain CF-25 16S 


13202 


strain CF-43 16S 


13202 


antarcticus strai 
Bacteria; Actinob 


13202 


submarinus strain 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 


Desulfovibrio. 
13202 


Pseudoxanthomonas. 
13202 
strain MK405 16S 


Bacteria_16S 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; 


Bacteria_16S 


1957936 1958030 1 


1959492 1959586 1 


2066370 2066464 1 


2103136 2103226 4 


2163532 2163610 4 
Proteobacteria; 
2184831 2184909 4 
Proteobacteria; 


2201542 2201596 4 


95 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


95 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


95 


n T2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


94 


6N 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


82 


Deltaproteobacteria; 


82 


Gammaproteobacteria; 


58 


ribosomal RNA, partial sequence 


gi|219878223 
1957067 19585 


Micrococcineae; 


gi| 219878222 
1958616 19601 


Micrococcineae; 


219878146 
20655 


gi 


es; 
219878118 
21022 


gi 


gi|219857626 


Des 
gi|219857609 
Xantho: 


gi|219857598 
2200688 22021 


Micrococ 


ref |NR_025362.1 
65 Arthrobacter 
Micrococcaceae 
ref |NR_025361.1 
16 Arthrobacter 
Micrococcaceae 
ref|NR_025285.1 
12 2067008 Microc 
cineae; Micr 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025215.1 


ND 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 
Micrococcus 
occus antarcticus 
ococcaceae; Micrococcus. 
Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Desulfovibrio 


Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 


ulfo 
ref 
monadales; 


ref 
48 Mycoplasma moatsii Bacteria; 


NR_025198. 


2183928 2 


NR_025186. 


162629 21641 
vibrionales; 


1854 
Xanth 


6 


6 


3 Desulfovibrio 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Mycoplasma moatsii 


Desulfovibrionaceae; 


13202 


californiensis st 
californiensis Ba 


13202 


Bacteria_16S 


Bacteria_16S 


cteria; 


2237897 2237975 4 


Firmicutes; 
2279301 2279355 4 


Clostridia; 


82 


rain APO 16S ribosomal RNA, partial sequence 
Clostridiales; 


58 


gi| 219857574 
Cc 
gi| 219857547 
2278443 22799 


lostridiaceae; 
NR_025135.1 


Tindallia 
3 Tindallia 
indallia. 
Mycoplasma phocidae 


strain 105 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
13202 


13202 


Bacteria; 
13202 


thiooxidans Bacte 
Roseinatronobacte 
13202 
sulfonivorans str 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

13202 Bacteria_16S 2348672 2348766 1 95 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

13202 Bacteria_16S 2362376 2362470 1 95 gi| 219857486 |ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
13202 Bacteria_16S 2455187 2455281 1 95 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

13202 Bacteria_16S 2474685 2474775 4 94 gi|219857400|ref|NR_024988.1| Mycoplasma 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 2473825 2475268 Mycoplasma 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

13202 Bacteria_16S 2477677 2477731 4 58 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 
strain 3T 16S ribosomal RNA, partial sequence 2476824 2478244 Mycoplasma indiense Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

13202 Bacteria_16S 2479149 2479203 4 58 gi|219857397|ref|NR_024985.1| Mycoplasma cloacale 
strain 383 16S ribosomal RNA, partial sequence 2478295 2479747 Mycoplasma cloacale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

13202 Bacteria_16S 2480658 2480712 4 58 gi|219857396|ref|NR_024984.1| Mycoplasma falconis 


strain H/T1 16S r 
Tenericutes; Moll 
13202 
strain DC333 16S 
Tenericutes; Moll 


Bacteria_16S 
phocicerebrale st 
phocicerebrale Ba 
Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
Proteob 
Bacteria_16S 
thiooxidans strai 


Bacteria_16S 


Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 

2282323 2282377 4 58 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2318486 2318564 4 82 gi 


acteria; Gammaproteobacteria; Xanthomo 
2336593 2336652 2 61 gi 


ria; Proteobacteria; Alphaproteobacter 
r. 

2347163 2347257 1 95 gi 
ain ALL 16S ribosomal RNA, partial seq 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482168 2482222 4 58 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


13202 
strain TB 16S rib 
Tenericutes; Moll 


Bacteria_16S 


n ALG 1 16S ribosomal RNA, partial sequence 


2479798 24812 


2481316 24827 


219857545 
equence 
lasmatacea 
219857517 
ence 23175 
nadales; X 
219857504 
ia; Rhodob 
219857496 
uence 


219857395 


2485191 2485245 4 58 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


e; 


219857393 


ref 


ref 
82 2319121 Pseudo 
anthomonadaceae; 
ref 
2335756 23371 


acterales; 


ref 


ref 


ref 


NR_025133. 
2281465 2 
Mycoplasma. 
NR_025105. 


NR_025092. 


2346319 23477 


2829 


Rhodo 


NR_025084.1 


NR_024983.1 
74 Mycoplasma faucium Bacteria; 


NR_024981.1 


3 


0 


7 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Arthrobacter 
5 Arthrobacter 


65 Mycoplasma falconis Bacteria; 


Mycoplasma faucium 


Mycoplasma subdolum 
2484337 2485798 Mycoplasma subdolum Bacteria; 


13202 Bacteria_16S 


2486710 2486764 4 


58 


strain PG13 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


13202 Bacteria_16S 


strain CH20247 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


13202 Bacteria_16S 


strain M432/72 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


13202 Bacteria_16S 


2488223 2488277 4 


2489736 2489790 4 


2491247 2491301 4 


58 


58 


58 


strain 1219 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


13202 Bacteria_16S 
pachnodae strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Xylanimicrobium. 

13202 Bacteria_16S 2516970 2517064 1 95 gi| 219857366 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Acti 
Micrococcaceae; Arthrobacter. 

13202 Bacteria_16S 2560513 2560591 4 82 gi| 219857337 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 25611 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminob 
13202 Bacteria_16S 2795057 2795135 4 82 gi|219857120 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; C 
13202 Bacteria_16S 2840396 2840490 1 95 gi| 219856897 


strain IFO 16235 


13202 Bacteria_16S 
strain ATCC 33616 
Bacteria; 
13202 Bacteria_16S 
japonensis strain 
Bacteria; 


13202 Bacteria_16S 


histidinovorans strain Z-7940 16S ribosomal RNA, partial 
histidinovorans Bacteria; 


13202 Bacteria_16S 
strain F98.3HR69 


13202 Bacteria_16S 
strain Z-7934 16S 
Firmicutes; 
13202 Bacteria_16S 


intestinalis strain KMS2 


intestinalis Bacteria; 
Desulfovibrio. 
13202 Bacteria_16S 
singulare strain 


singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacteriaceae; Corynebacterium. 

13202 Bacteria_16S 3182019 3182097 4 82 gi| 219846800 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 31826 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
13202 Bacteria_16S 3183571 3183649 4 82 gi| 219846799 


strain LMG 8678 1 
Proteobacteria; 


13202 Bacteria_16S 


strain LMG 947 16S ribos 


Proteobacteria; 


13202 Bacteria_16S 


strain LMG 673 16S ribos 


Proteobacteria; 


13202 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
13202 Bacteria_16S 


riboso 
Clostridia; 


IBS B52218 16S 


6S ribo 
Gammaproteobacteria; 


2513944 2514038 1 


2857454 2857532 4 


2923498 2923576 4 


3088472 3088550 4 


Firmicutes; 
3098993 3099087 1 


3101921 3101999 4 


Clostridiales; 
3151559 3151649 4 


Proteobacteria; 


3179065 3179158 1 


3185123 3185201 4 


3186675 3186753 4 


3188227 3188305 4 


Proteobacteria; 


3189779 3189857 4 


95 


VPCX2 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


82 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


82 


12-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


82 


Clostridia; 


95 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


82 


mal RNA, partial sequence 
Clostridiaceae; 


94 


16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


94 


ribosomal RNA, partial 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


82 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


82 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


82 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


82 


strain LMG 690 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


Clostridiales; 


gi| 219857392 
2485849 24873 


gi| 219857391 
2487368 24888 


gi| 219857390 
2488881 24903 


gi| 219857389 
2490394 24918 


219857368 
25130 


gi 


219856886 

28565 
xX 
219856841 

29226 
xX 
219846863 
sequence 


gi 


gi 


gi 


gi|219846856 


gi|219846854 
3101054 31025 
Tindallia. 
gi|219846821 
Desul 


219846802 
sequence 


gi 


Xanthomonad 
gi|219846798 
3184240 31857 
Xanthomonad 
gi|219846797 
3185792 31872 

Xanthomonad 
219846796 


gi 


219846795 


Xanthomonadales; 


ref|NR_024980.1 


ref |NR_024979.1 


ref |NR_024978.1 


ref|NR_024977.1 


ref |NR_024956.1 
94 2514560 Xylani 
ococcineae; 


ref|NR_024954.1 

2516115 251756 
nomycetales; Mic 
ref |NR_024925.1 
acterium. 
ref |NR_024748.1 

2794179 279557 
lostridiaceae; 
ref|NR_024716.1 


; Microbacteriac 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref|NR_026448.1 


; Micrococcaceae 
ref |NR_026446.1 


ref|NR_026413.1 
150676 315218 


fovibrionales; D 


w 


ref|NR_026394.1 

3178210 317953 
ales; Corynebact 
ref|NR_026392.1 


aceae; Xanthomon 
ref|NR_026391.1 


aceae; Xanthomon 
ref |NR_026390.1 


aceae; Xanthomon 
ref |NR_026389.1 


aceae; Xanthomon 
ref|NR_026388.1 

3187344 318884 
Xanth 


ref 


gi 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Natronincola 
0 Natronincola 
Natronincola. 
Arthrobacter rhombi 


44 Arthrobacter rhombi Bacteria; 


; Arthrobacter. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Corynebacterium 
2 Corynebacterium 


erineae; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


NR_026387.1 


3188896 3190397 Xanthomonas cucurbitae Bacteria; 


13202 
strain LMG 733 16 
Proteobacteria; 
13202 
strain LMG 847 16 
Proteobacteria; 
13202 
strain LMG 8670 1 


Bacteria_1 


Gammaproteobacteria; 
Bacteria_1l 


Bacteria_1 
6S ribosomal RNA, partial sequence 3193552 31950 
G 


6S 3191331 3191409 4 82 
S ribosomal RNA, partial sequence 


gi 


Xanthomonadales; 


xX 


xX 


an 


an 


219846794 
3190448 31919 
thomonadaceae; 


ref|NR_026386.1| Xanthomonas hortorum 
49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


6S 3192883 3192961 4 82 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 

S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

6S 3194433 3194511 4 82 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Proteobacteria; 


13202 


strain LMG 736 16 
Proteobacteria; 


13202 


strain DSM 10022 
Firmicutes; 


13202 


acanthamoebae str 
acanthamoebae Bac 


13202 


strain LMG 5743 1 
Proteobacteria; 


13202 


strain LMG 5047 1 
Proteobacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ammaproteobacteria; 


Clostridia; 


strain LMG 708 16 


3195985 3196063 4 


3230515 3230593 4 


Clostridiales; 
3233609 3233687 4 


ain Bn9 16S ribosomal RNA, 
teria; Chlamydiae; Chlamydiales; Parachlamydiace 


3289525 3289603 4 


3291050 3291128 4 


3292602 3292680 4 


Xanthomonadales; 


82 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


82 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. 


82 


82 


6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


82 


6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


82 


complete sequence 


gi|219846791 
3195102 31966 


gi| 219846767 
a 


gi|219846765 


gi|219846728 
gi|219846727 


gi|219846726 
3291719 32932 


thomonadaceae; 


ref |NR_026383.1 


ref |NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; 
ref|NR_026357.1 
3232707 323424 
ae; Parachlamydi 
ref |NR_026320.1 


ref 


NR_026319.1 


ref|NR_026318.1 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Peptoniphilus ivorii 
ivorii Bacteria; 


Peptoniphilus. 


Parachlamydia 
7 Parachlamydia 
a. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
Xanthomonas. 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 


Xanthomonas fragariae 


S ribosomal RNA, partial sequence 


20 Xanthomonas fragariae Bacteria; 


Proteobacteria; 


13202 


strain LMG 538 16 
Proteobacteria; 


13202 


albilineans strai 


Bacteria_16S 


Bacteria_16S 


albilineans Bacteria; 


Xanthomonas. 
13202 


Bacteria; Actinob 


3294154 3294232 4 


3295704 3295782 4 


82 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


82 


n LMG 494 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi| 219846725 
3293271 32947 
gi| 219846724 


Xantho: 


ref|NR_026317.1 


ref|NR_026316.1 
3294823 329632 


Xanthomonas. 


Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
Xanthomonas. 


Xanthomonas 
2 Xanthomonas 


Bacteria_16S 
citrea strain DSM 


Proteobacteria; 


3396039 3396133 1 95 gi 


Gammaproteobacteria; 


43110 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 
Promicromonospora. 


ce 
es; 


219846648 


33951 
Micr 


13202 Bacteria_16S 3399069 3399163 1 95 gi|219846646 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Arthrobacter. 

13202 Bacteria_16S 3400603 3400697 1 95 gi|219846645 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 34012 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


13202 
strain DSM 20119 


Bacteria_16S 


3402129 3402223 1 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


13202 
strain DSM 20138 


Bacteria_16S 


3403669 3403763 1 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


13202 
histidinolovorans 
histidinolovorans 


Bacteria_16S 
strain DSM 20115 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacteri 


3405199 3405293 1 95 gi 


Micrococcaceae; Arthrobacter. 


13202 
strain DSM 20116 


Bacteria_16S 


3406725 3406819 1 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


13202 
strain NCTC 10951 


Bacteria_16S 


3412873 3412967 1 95 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Actino 


13202 
amycolatum strain 


Bacteria_16S 


3432030 3432123 1 94 gi 
CIP 103452 16S ribosomal RNA, partial 


amycolatum Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


13202 
xerosis strain AT 


Bacteria_16S 
CC 373 16S ribosomal RNA, partial sequen 


3433478 34335711 94 gi 


s 
Ac 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Corynebacterium. 
13202 


Bacteria_16S 


3434836 3434929 1 94 gi 


ce 
es; 


occineae 
219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
occineae 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
occineae 
219846642 
tial seq 
dae; 


Act 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
occineae 
219846636 


34120 


mycineae 
219846623 
equence 
tinomyce 


219846621 


34326 
Cory 


monadales; Xanthomonadaceae; 


ref|NR_026240.1| Promicromonospora 
98 3396650 Promicromonospora citrea 
ococcineae; Promicromonosporaceae; 


NR_026238.1| Arthrobacter 
3398202 3399685 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


ref|NR_026237.1| Arthrobacter sulfureus 
13 Arthrobacter sulfureus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026236.1] Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026235.1| Arthrobacter ilicis 
85 Arthrobacter ilicis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

uence 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


ref|NR_026233.1| Arthrobacter aurescens 

45 Arthrobacter aurescens Bacteria; 

; Micrococcaceae; Arthrobacter. 

ref|NR_026228.1| Actinomyces viscosus 

06 3413422 Actinomyces viscosus Bacteria; 

; Actinomycetaceae; Actinomyces. 

ref|NR_026215.1| Corynebacterium 
3431175 3432575 Corynebacterium 

tales; Corynebacterineae; 


ref|NR_026213.1| Corynebacterium 
26 3433942 Corynebacterium xerosis 
nebacterineae; Corynebacteriaceae; 


219846620 


pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


ref|NR_026212.1| Corynebacterium 
3433993 3435373 Corynebacterium 


13202 
strain DSM 20315 
Actinobacteria; A 
13202 
strain DSM 20550 
Actinobacteria; A 
13202 
strain DSM 20541 
Actinobacteria; A 
13202 
protophormiae str 
protophormiae Bac 
Micrococcaceae; A 
13202 
nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 
13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3453009 3453103 1 95 gi 
ctinobacteridae; Actinomycetales; Micr 
3456065 3456159 1 95 gi 


ctinobacteridae; Actinomycetales; Micr 
3457594 3457688 1 95 gi 


ctinobacteridae; Actinomycetales; Micr 
3459088 3459182 1 95 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3460609 3460703 1 95 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

3462129 3462223 1 


95 gi 


219846608 


16S ribosomal RNA, partial sequence 3452140 34536 
occineae; 


oc 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 


ococcineae 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


ococcineae 
219846603 
al sequenc 
e; Actinom 


219846602 
te sequenc 
ae; Actino 


v 


219846601 


strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


13202 
polychromogenes s 
polychromogenes B 


Bacteria_16S 


3463652 3463746 1 95 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


13202 
strain DSM 20545 


Bacteria_16S 


3465175 3465269 1 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


13202 
nicotianae strain 
nicotianae Bacter 
Arthrobacter. 

13202 
crystallopoietes 
crystallopoietes 


Bacteria_16S 


Bacteria_16S 


3466698 3466792 1 95 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3468220 3468314 1 95 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 


13202 
strain DSM 20133 


Bacteria_16S 


3469746 3469840 1 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


13202 
globiformis strai 
globiformis Bacte 
Arthrobacter. 

13202 
denticolens strai 
denticolens Bacte 
Actinomycetaceae; 
13202 
strain DSM 6011 1 
Firmicutes; Clost 
13202 
neopropionicum st 
neopropionicum Ba 
13202 
aggregatus strain 
aggregatus Bacter 
13202 
cellobioparum str 
cellobioparum Bac 
13202 
strain UIA 16S ri 
Tenericutes; Moll 
13202 
dejongeii strain 
Bacteria; Verruco 
13202 
strain 275c 16S r 
Tenericutes; Moll 
13202 
strain PG51 16S r 
Tenericutes; Moll 
13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3471264 3471358 1 95 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3480361 3480455 1 95 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 
3525780 3525857 4 82 gi 
ridia; Clostridiales; Clostridiaceae; 
3527347 3527436 4 94 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 
3579179 3579261 2 84 gi 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
3594574 3594664 4 94 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3690254 3690308 4 58 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3709786 3709880 2 96 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3752801 3752855 4 58 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758849 3758903 4 58 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3767831 3767921 4 94 gi 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846598 

sequence 

Actinomyce 


219846597 
rtial sequ 


idae; Acti 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 
219846595 
sequence 

Actinomyc 


219846589 
1 sequence 


Actinomyc 


219846559 


6S ribosomal RNA, partial sequence 3524935 35264 


Clostridiu 
219846558 
ete sequen 
idiales; C 
219846523 
sequence 

a; Rhizobi 
219846512 
1 sequence 
diales; Cl 
219846444 


3689398 36908 


219846430 
e 37089 
robiales; 

219846397 


3751943 37534 


219846393 


3757993 37594 


219846386 


gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 


ref 


7 Mi 
ref 


7 Mi 
ref 


¢ Mi 
ref 


ycet 
ref 
myce 
ref 


7 Mi 
ref 
nce 
omyc 
ref 


Mi 


tale 
ref 

ence 

nomy 


ref 


Mi 


etal 
ref 


m. 
ref 


lost 
ref 


ales 
ref 


ostr 
ref 
ref 

Verr 


ref 


ref 


68 Arthrobacter 


69 Nesterenkonia 


e 3458220 3 


e 3459743 3 


33 Arthrobacter 


79 Arthrobacter 


48 Arthrobacter 


ce 3526458 3 


3578376 3 


3593717 35952 


07 3710374 Prost 


NR_026200.1 


crococcacea 
NR_026198.1 


crococcaceae 
NR_026197.1 


crococcaceae 
NR_026195.1 
45969 
ales; Microc 
NR_026194.1 
46121 
tales; Micro 
NR_026193.1 


crococcaceae 
NR_026192.1 
346278 
etales; Micr 


NR_026191.1 


crococcacea 


cetales 
NR_026188.1 


crococcacea 


NR_026151.1 


NR_026150.1 
52796 
ridiaceae; C 
NR_026115.1 
57978 
; Bradyrhizo 
NR_026104.1 
0 
idiaceae; Cl 
NR_026035.1 


NR_026021.1 
h 
ucomicrobiac 
NR_025988.1 


NR_025984.1 


ref 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
e: 


Micrococcus. 
Arthrobacter agilis 


’ 


agilis Bacteria; 


; Arthrobacter. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


, 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


v 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces 
5 Actinomyces 


cineae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 
8 Clostridium 
lostridium. 
Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Clostridium 
3 Clostridium 
ostridium. 
Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 

Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


NR_025977.1 


Desulfovibrio 


3766971 3768387 Desulfovibrio 


gabonensis Bacter 
Desulfovibrio. 


ia; Proteobacteria; 


Deltaproteobacteria; 


Desulfovibrionales; 


Desulfovibrionaceae; 


13202 Bacteria_16S 3799525 3799579 4 58 gi|219846363|ref|NR_025954.1| Mycoplasma agassizii 
strain PS6 16S ribosomal RNA, partial sequence 3798661 3800102 Mycoplasma agassizii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

13202 Bacteria_16S 3831584 3831674 4 94 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

13202 Bacteria_16S 3833012 3833102 4 94 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

13202 Bacteria_16S 3834472 3834562 4 94 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

13202 Bacteria_16S 3901641 3901734 1 94 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

13202 Bacteria_16S 3977918 3977975 4 61 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

13202 Bacteria_16S 4004479 4004569 4 94 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

13202 Bacteria_16S 4043859 4043949 4 94 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

13202 Bacteria_16S 4058845 4058939 1 95 gi|219846181|ref|NR_025771.1] Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

13202 Bacteria_16S 4064935 4065013 4 82 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

13202 Bacteria_16S 4066459 4066537 4 82 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

13202 Bacteria_16S 4067903 4067981 4 82 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

13202 Bacteria_16S 4183843 4183921 4 82 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

13202 Bacteria_16S 4200420 4200514 1 95 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

13202 Bacteria_16S 12813 12870 4 61 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

13202 Bacteria_16S 15859 15916 4 61 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

13202 Bacteria_16S 41685 41765 2 82 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

13202 Bacteria_16S 66021 66114 1 94 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

13202 Bacteria_16S 109828 109921 1 94 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

13202 Bacteria_16S 132855 132912 4 61 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

13202 Bacteria_16S 137370 137463 1 94 gi|265678971|ref|NR_029279.1| Oerskovia turbata 


strain 27 16S rib 


13202 Bacteria_1 


strain ST26 16S ribosomal RNA, partial sequence 
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13202 Bacteria_16S 166361 166442 1 82 gi| 265678952 |ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 167949 168029 2 82 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

13202 Bacteria_16S 169473 169553 2 82 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

13202 Bacteria_16S 170949 171029 2 82 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

13202 Bacteria_16S 172459 172539 2 82 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

13202 Bacteria_16S 173967 174047 2 82 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

13202 Bacteria_16S 175475 175555 2 82 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

13202 Bacteria_16S 308087 308144 4 61 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

13202 Bacteria_16S 343247 343340 1 94 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

13202 Bacteria_16S 374471 374564 1 94 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

13202 Bacteria_16S 402117 402210 1 94 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

13202 Bacteria_16S 420666 420759 1 94 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

13202 Bacteria_16S 436212 436305 1 94 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

13202 Bacteria_16S 466762 466855 1 94 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

13202 Bacteria_16S 469760 469853 1 94 gi|265678738|ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

13202 Bacteria_16S 489813 489906 1 94 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

13202 Bacteria_16S 499070 499127 4 61 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
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13202 Bacteria_16S 535662 535719 4 61 gi|265678695|ref|NR_029000.1| Arcicella aquatica 
strain NO-502 16S ribosomal RNA, partial sequence 534808 536267 Arcicella aquatica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

13202 Bacteria_16S 553979 554072 1 94 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

13202 Bacteria_16S 570810 570867 4 61 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

13202 Bacteria_16S 576754 576811 4 61 gi| 265678668 |ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
13202 Bacteria_16S 591734 591791 4 61 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
13202 Bacteria_16S 641958 642051 1 94 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

13202 Bacteria_16S 648188 648281 1 94 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

13202 Bacteria_16S 675177 675270 1 94 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
13202 Bacteria_16S 681313 681406 2 95 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

13202 Bacteria_16S 756139 756232 1 94 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

13202 Bacteria_16S 759192 759285 2 95 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

13202 Bacteria_16S 760746 760839 2 95 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
strain V33 16S ribosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

13202 Bacteria_16S 786802 786895 1 94 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
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ref|NR_027195.1 


ref |NR_027193.1 


Leptospirillum 


17 1433000 Leptospirillum ferrooxidans 


Arcanobacterium 


1 
Actinomycetales; Actinomyc 


S ribosomal RNA, partial sequence 


1481032 1481089 4 61 gi 


ococcineae; 
219878371 


denitrificans strain K601 16S ribosomal RNA, partial sequence 


ref|NR_025510.1 
1480151 148165 


5 Arcanobacterium 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 
Micrococcaceae; 


Kocuria. 
Alicycliphilus 
2 Alicycliphilus 


denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

13202 Bacteria_16S 1508060 1508153 2 95 gi|219846303|ref|NR_025893.1| Neisseria elongata 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 1507158 1508633 Neisseria 


elongata subsp. 
Neisseria. 

13202 
strain JCM3369 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
13202 
strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
13202 


oligospora strain 
oligospora Bacteria; 
Thermomonosporaceae; 
Bacteria_16S 


13202 
strain JCM 3325 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Actinomadura. 

13202 Bacteria_16S 1549049 1549106 4 61 gi| 219857245 |ref|NR_024875.1 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium 


Proteobacteria; 
13202 


Proteobacteria; 
13202 


Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


elongata Bacteria; Proteobacteria; Betapr 


1527677 1527770 1 94 
S ribosomal RNA, partial sequence 


gi 


1529181 15292741 94 
S ribosomal RNA, partial sequence 


gi 


1530689 1530782 1 94 gi 
ATCC 43269 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 
Actinomadura. 
1535224 15353171 


s 
Ac 


94 gi 


Strept 


Strept 


219857435 
1526835 15282 
osporangineae; 


219857434 
1528339 15297 
osporangineae; 


219857433 
equence 
tinomycetales; 


219857414 
6S ribosomal RNA, partial sequence 1534373 15358 


oteobacteria; 


ref |NR_025023.1 
88 Actinomadura 


ref |NR_025022.1 


ref |NR_025021.1 
1529847 153130 


ref |NR_025002.1 
13 Actinomadura 


Neisseriales; Neisseriaceae; 


Actinomadura 
8 Actinomadura 


Streptosporangineae; 


commune Bacteria; 


Betaproteobacteria; Burkholderiales; Aquabacterium. 
1550515 1550572 4 61 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Betaproteobacteria; Burkholderiales; Aquabacterium. 
1551983 1552040 4 61 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 
1556409 1556502 1 94 gi|219846194|ref|NR_025784.1| Kitasatospora 


13202 
paranensis strain 


13202 
terrestris strain 
terrestris Bacter 
Streptomycetaceae 
13202 
gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 
13202 
subsp. 
subsp. 
13202 
tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 
13202 
strain DSM 43049 


smithia st 
smithia Ba 


13202 
olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 
13202 


Bacteria_16S 
HKI 0190 16S ribosomal RNA, partial seq 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Ac 
Kitasatospora. 

1557903 1557996 1 94 gi 
HKI 0186 16S ribosomal RNA, partial seq 
ia; Actinobacteria; Actinobacteridae; Ac 
; Kitasatospora. 

1559397 1559490 1 94 gi 
HKI 0314 16S ribosomal RNA, partial seq 
ia; Actinobacteria; Actinobacteridae; Ac 
; Kitasatospora. 

1571376 1571469 2 95 gi 
rain AS20/1/1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobacte 
1591241 1591334 1 94 gi 
in DSM 40261 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
1597430 1597523 1 94 gi 
Strept 
1598978 1599071 1 94 gi 
us strain DSM 40595 16S ribosomal RNA, p 
us Bacteria; Actinobacteria; Actinobacte 
; Streptomyces. 


uence 


219846193 


uence 


219846192 


uence 


tinomycetales; 


tinomycetales; 


tinomycetales; 


219878156 
sequence 1570477 157198 
ria; Aeromonadales; 
219878484 
sequence 
Actinomycetales; 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


1600526 1600619 1 94 gi 


219878478 


omycineae; 
219878479 
artial sequence 
ridae; Actinomycetales; 


1555586 155703 


ref |NR_025783.1 
1557082 155852 


ref|NR_025782.1 

1558576 156000 
Streptomy 
ref|NR_025295.1 
Aero 
ref|NR_025623.1 

1590391 159188 
Strepto 


ref|NR_025619.1 
77 Streptomyces 
Streptomyceta 
NR_025618.1 
159812 


ref 


ref|NR_025617.1 


1 Kitasatospora 


Streptomycineae; 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


monadaceae; 
Streptomyces 
8 Streptomyces 
mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 


Streptomycineae; 


strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomyceta 


ceae; Streptomyces. 


ineae; Actinomycetaceae; 


Actinomadura yumaensis 
yumaensis Bacteria; 
Thermomonosporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 
Thermomonosporaceae; 


Actinomadura vinacea 
vinacea Bacteria; 
Thermomonosporaceae; 


Aquabacterium commune 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
Aeromonas. 


8 1599625 Streptomyces 


Streptomyces violens 


13202 Bacteria_16S 1602074 1602167 1 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; 
Streptomyces. 


Streptomycineae; 
13202 


Streptomycetaceae; 
Bacteria_16S 1603640 1603733 1 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 


13202 Bacteria_16S 1617159 1617216 4 


antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 


antarcticus Bacteria; 
Algoriphagus. 
13202 Bacteria_16S 
strain LMG 21970 
Bacteroidetes; Sphingobacteria; 
13202 Bacteria_16S 


Bacteroidetes; 


1618682 1618739 4 


1620205 1620262 4 


aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 


aquimarinus Bacteria; 
Algoriphagus. 
13202 Bacteria_16S 


Bacteroidetes; 


1621728 1621785 4 


winogradskyi strain LMG 21969 16S ribosomal RNA, partial 


winogradskyi Bacteria; 
Algoriphagus. 
13202 Bacteria_16S 
strain BA134 16S 
Bacteroidetes; Sphingobacteria; 
13202 Bacteria_16S 
bolidensis strain 


Bacteroidetes; 


1624759 1624816 4 


1626231 1626324 1 


Arsenicicoccus. 
1668972 1669065 1 


Intrasporangiaceae; 
13202 Bacteria_16S 
strain R2014 16S 


13202 Bacteria_16S 1714712 1714769 4 
faecium strain DSM 11690 
faecium Bacteria; 
Sphingobacterium. 
13202 Bacteria_16S 1716246 1716303 4 
strain AJ2502 16S ribosomal RNA, 
Bacteroidetes; Sphingobacteria; 
13202 Bacteria_16S 1717800 1717857 4 


Bacteroidetes; 


strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 17183 
Sphingobacteriales; 


Bacteroidetes; 
13202 Bacteria_16S 


Sphingobacteria; 
1719322 1719379 4 


94 


94 


61 


61 


16S ribosomal RNA, partial sequence 1617815 16192 


61 


61 


61 


ribosomal RNA, partial sequence 


94 


CCUG 47306 16S ribosomal RNA, partial sequence 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; 


94 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


61 


16S ribosomal RNA, partial sequence 
Sphingobacteria; 


61 


partial sequence 
Sphingobacteriales; 


61 


61 


strain A37 16S ribosomal RNA, partial sequence 


Bacteroidetes; Sphingobacteria; 


13202 Bacteria_16S 1736000 1736093 1 


vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
13202 Bacteria_16S 1746724 1746817 1 


namibiensis strain HAG 010767 16S ribosomal RNA, partial 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; Actinomadura. 
13202 Bacteria_16S 1775353 1775446 1 


longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
13202 


Streptomyces. 
Bacteria_16S 1805777 1805870 1 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 


Cellulomonadaceae; Oerskovia. 
13202 Bacteria_16S 1807315 1807408 1 
strain DSM 46000 


13202 Bacteria_16S 
flaccumfaciens pv. 


1811896 1811989 1 


Actinomycetales; 
13202 


Bacteria_16S 1818061 1818118 4 


Sphingobacteriales; 


94 


94 


94 


94 


94 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


94 


gi|219878477 


gi|219878475 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878465 


Sphingobacteria; Sphingobacteriales; 


gi|219878464 


gi|219878463 


gi|219878462 
sequence 


Sphingobacteria; Sphingobacteriales; 


gi|219878460 


ref 
RNA, partial sequence 


ref 
1602772 1604264 Brevibacterium 
Micrococcineae; 


ref 


ref 
87 Algoriphagus 
Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
ref 
1619338 1620810 Algoriphagus 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 


ref 


ref 


NR_025616.1 


NR_025614.1 


NR_025604.1 


Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Brevibacterium 
Brevibacteriaceae; 


Algoriphagus 


1616292 1617764 Algoriphagus 


NR_025603.1 


NR_025602.1 


NR_025601.1 
1620861 162233 


NR_025599.1 


Cyclobacteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


Algoriphagus 


Algoriphagus 
3 Algoriphagus 


Cyclobacteriaceae; 


Belliella baltica 


1623889 1625333 Belliella baltica Bacteria; 


Sphingobacteriales; Cyclobacteriaceae; Belliella. 
ref 


gi|219878459 


gi|219878429 


Actinomycetales; 


ref 


NR_025598.1 
1625384 162685 


NR_025568.1 


Arsenicicoccus 
0 Arsenicicoccus 


Micrococcineae; 


Actinomyces nasicola 


1668114 1669588 Actinomyces nasicola Bacteria; 
Actinomycetaceae; Actinomyces. 


gi|219878398 


Sphingobacteriales; 


gi|219878397 


ref 


ref 


NR_025537.1 
1713828 171532 


NR_025536.1 


Sphingobacterium 
1 Sphingobacterium 


Sphingobacteriaceae; 


Pedobacter piscium 


1715372 1716865 Pedobacter piscium Bacteria; 


gi| 219878396 


gi|219878395 


Sphingobacteriaceae; 
ref 
94 Pedobacter saltans Bacteria; 
Sphingobacteriaceae; 
ref 


NR_025535.1 


Pedobact 
NR_025534.1 


Pedobacter. 


Pedobacter saltans 


er. 
Pedobacter cryoconitis 


1718445 1719939 Pedobacter cryoconitis Bacteria; 


gi|219878384 


gi|219878376 


sequence 


gi| 219878353 


gi|219878332 


gi|219878331 


gi|219878328 


Sphingobacteriaceae; 
ref 


Actinomycetales; 
ref 
Actinomycetales; 
ref 
Actinomycetales; 
ref 
sequence 1804913 180639 


Actinomycetales; 


ref 
32 Oerskovia jenensis Bacteria; 


ref 
flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


Pedobact 
NR_025523.1 
1735130 173662 
Actino: 


NR_025515.1 
1745863 174730 
Streptos 


NR_025492.1 
1774532 177597 


NR_025471.1 
Microc 
NR_025470.1 

Cellulomonadac 


NR_025467.1 
partial sequ 


er. 
Actinomyces 
2 Actinomyces 
mycineae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Oerskovia 
8 Oerskovia 
occineae; 


Oerskovia jenensis 
eae; Oerskovia. 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 


61 


gi| 219878324 


Curtobacterium. 
ref 


NR_025463.1 


Sporocytophaga 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 


myxococcoides Bacteria; Bacteroidetes; 
Sporocytophaga. 


Sphingobacteria; 


Sphingobacteriales; Flexibacteraceae; 


13202 


strain P 297/02 1 


13202 


strain P 229/10 1 


13202 


molinativorax str 
molinativorax Bac 
Microbacteriaceae; 


13202 


hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1819572 1819665 1 


1822630 1822723 1 


1834762 1834855 1 


1848625 1848718 1 


Actinomycetaceae; Arcanobacterium. 


13202 


Bacteria_16S 


1850180 1850237 4 


94 


94 


94 


94 


61 


gi|219878323 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219878321 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi| 219878312 


ain ON4 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Gulosibacter. 


gi| 219878303 


gi|219878302 


haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 


haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; 


Thermomonas. 


13202 


cellulosilytica s 


Bacteria_16S 


1853042 1853135 1 


cellulosilytica B 
Nocardiopsaceae; 
13202 
humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 
13202 
haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 
13202 
stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 
13202 
reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 
13202 
lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 
13202 
hydrothermalis st 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Thermobifida. 


e; 


Arcanobacterium. 


; Streptomyces. 


; Streptomyces. 


1900646 1900739 1 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Ornithinimicrobium. 

1980767 1980860 1 
in CIP 103370 16S ribosomal RNA, partial 
20595 Bacteria; Actinobacteria; Actinobacteridae; 


2054305 2054398 1 
ain CFBP 4521 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


2055774 2055867 1 
train CFBP 4531 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


2080228 2080317 2 
in DSM 4903 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
eae; Propionimicrobium. 
2093940 2093997 4 

rain SGM-6 16S ribosomal RNA, 


94 


94 


94 


94 


94 


91 


61 


gi|219878299 


train TB100 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


219878263 
sequence 


gi 
gi|219878208 
gi|219878155 
219878154 


gi 


gi| 219878136 


219878126 
sequence 


gi 
partial 


Actinomycetales; 


sequence 
Actinomycetales; Actinomy 


Xanthomonadales; 


ref|NR_025462.1 
Microbacteriac 
ref|NR_025460.1 


Microbacteriac 
ref|NR_025451.1 

1833888 183531 
Microc 


ref|NR_025442.1 
1847763 184924 


ref|NR_025441.1 
1849299 185079 
Xanth 


ref |NR_025438.1 
1852181 185367 


Plantibacter flavus 


91 Plantibacter flavus Bacteria; 


eae; Plantibacter. 
Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Gulosibacter 

7 Gulosibacter 

occineae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Thermobifida 
5 Thermobifida 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


hydrothermalis Bacteria; 


Thermomonas. 


13202 


henchirensis stra 
henchirensis Bact 


13202 


strain YIM 21741 


13202 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae; 


13202 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae; 


13202 


strain ICPB 3636 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


Proteobacteria; 
2178804 2178861 4 
Proteobacteria; 


2228747 2228840 1 


2246916 2247009 1 


2248493 2248586 1 


2265512 2265605 2 


Gammaproteobacteria; 


Streptosporangineae; 


ref|NR_025402.1| Ornithinimicrobium 
1899804 1901109 Ornithinimicrobium 
Micrococcineae; 


ref |NR_025347.1| Arcanobacterium 


sequence 1979903 1981385 Arcanobacterium 


Actinomycetales; Actinomycineae; 


ref|NR_025294.1| Streptomyces 


sequence 2053442 2054919 Streptomyces 
Actinomycetales; 


Streptomycineae; 


ref|NR_025293.1| Streptomyces 
2054970 2056387 Streptomyces 


Streptomycineae; 


ref|NR_025275.1| Propionimicrobium 
2079371 2080872 Propionimicrobium 


Actinomycetales; Propionibacterineae; 


NR_025265.1| Thermomonas 
2093069 2094546 Thermomonas 


Xanthomonadales; Xanthomonadaceae; 


61 


94 


94 


94 


95 


gi|219857614 


in TMB834 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi| 219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219857568 


ain S77 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi|219857567 


ain S63 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi|219857556 


16S ribosomal RNA, partial sequence 2264632 22660 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


13202 


strain KF46F 16S 


13202 


strain KCTC 12005 


13202 


dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 
dechloracetivorans Bacteria; 
Desulfovibrionaceae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2304853 2304910 4 


2315499 2315556 4 


2356288 2356345 4 


Proteobacteria; 
Desulfovibrio. 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


61 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


61 


De 


gi| 219857526 
2303983 23054 


219857519 
23146 


gi 


gi|219857490 


ltaproteobacteria; 


Burkholderiales; 


ref|NR_025203.1 
2177978 217937 
Comam 


ref|NR_025168.1 


ref|NR_025156.1 
2246040 224756 


ref|NR_025144.1 


Simonsiella. 
ref|NR_025114.1 


Xenophilus. 
NR_025107.1 


ref 


Comamonas. 


Ramlibacter 
0 Ramlibacter 
onadaceae; Ramlibacter. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Streptomyces 
5 Streptomyces 


Actinomycetales; Streptomycineae; 


Streptomyces 
2 Streptomyces 


Actinomycetales; Streptomycineae; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 


34 2316097 Comamonas koreensis Bacteria; 


ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


Desulfovibrio 
7 Desulfovibrio 
les; 


13202 


strain K265 16S r 


13202 


strain LMG11607 1 
Bacteroidetes; 


13202 


strain SPS-1037 1 
Proteobacteria; 


13202 


sublithincola str 
sublithincola Bac 


13202 


strain AS4.1521 1 


13202 


strain 4822 16S r 
Tenericutes; Moll 


13202 


palleronii strain 
palleronii Bacter 


13202 


Bacteria_16S 


Bacteria_16S 


FL 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


avobacteria; 


teria; 


2360858 2360951 1 


2407943 2408000 4 


2411017 2411074 4 


2423422 2423479 4 


Bacteroidetes; 


2438370 2438462 1 


2476180 2476237 4 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2543606 2543663 4 


2545163 2545220 4 


94 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


61 


61 


61 


94 


61 


61 


61 


gi 


2360002 23614 


gi 


gi 


gi 


ain QSSC9-3 16S ribosomal RNA, partial 
Flavobacteria; 


gi 


gi 


F 


219857487 


219857455 


6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteriales; 


219857453 


6S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Tepidimonas. 


219857443 
sequence 


219857429 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857399 


2475319 24767 


gi 


CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria; 


gi 


219857348 
sequence 


219857347 


lavobacteriale 


Burkholderia 


strain CCUG 2113 
Proteobacteria; 

13202 
strain ATCC 19624 
Proteobacteria; 
13202 
albus strain JL 8 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptacidiphilus. 
13202 Bacteria_16S 2554285 2554378 1 94 gi|219857341|ref|NR_024929.1 


carbonis strain JL 415 16S ribosomal RNA, 


2546719 2546776 4 61 gi 
16S ribosomal RNA, partial sequence 


Betaproteobacteria; Burkholderiales; Coma 
Bacteria_16S 


2552724 2552817 1 
3 16S ribosomal RNA, 


94 gi 
complete sequence 


16S ribosomal RNA, partial sequence 2544276 25457 
Betaproteobacteria; Burkholderiales; Coma 
Bacteria_16S 


25458 


25518 


monadaceae; 
219857342 


ref|NR_025075.1 
Microbacteriac 
ref |NR_025043.1 


Riemerella. 


ref |NR_025041.1 


ref|NR_025031.1 

2422553 242399 
S; 
ref|NR_025017.1 
Nocardiacea 


ref |NR_024987.1 


ref |NR_024936.1 

2542716 254422 
les; Comamon 
ref |NR_024935.1 
Acidovorax. 
ref |NR_024934.1 
37 2547323 Hylemo 
Hylemonella. 
ref |NR_024930.1 
53 2553362 Strept 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Streptacidiphilus. 
Bacteria_16S 


13202 
intermedia strain 
Bacteria; Proteob 
13202 
erythreum strain 

erythreum Bacteri 
Nocardioidaceae; 

13202 
floricola strain 

Bacteria; Proteob 
13202 


Proteobacteria; 
13202 


Bacteria_16S 


2645053 2645110 4 61 gi 


2658567 2658660 1 94 gi 
NRRL B-3381 16S ribosomal RNA, partial 


Aeromicrobium. 


2695849 2695930 4 85 gi 


2744124 2744181 4 61 gi 


2749826 2749883 4 61 gi 


nitroreducens strain NA10B 16S ribosomal RNA, partial s 


nitroreducens Bacteria; 


Diaphorobacter. 
13202 
sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 
13202 
strain JCM 9373 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Planomonospora. 
13202 Bacteria_16S 2758956 2759013 4 61 gi| 219857147 |ref|NR_024775.1 


agariperforans st 


agariperforans Bacteria; 


Reichenbachiella. 
13202 


Bacteria_16S 
JCM 9374 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Bacteria_16S 


Proteobacteria; 


2752847 2752940 1 94 gi 


eae; Planomonospora. 


2754343 2754436 1 94 gi 


Bacteroidetes; 


2767878 2767959 1 82 gi 


S1 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderi 
Bacteria_16S 


s 


a; Actinobacteria; Actinobacteridae; Act 


S-877 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhodospiri 
Bacteria_16S 
strain T7 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Coma 
Bacteria_16S 


6S ribosomal RNA, partial sequence 2753496 27 


rain KMM 3525 16S ribosomal RNA, partial 
Sphingobacteria; 


complete sequence 25534 
Streptomycineae; 


es; 


219857228 


26441 
ales; 


equence 


219857191 


e 26950 
llales; 


219857158 
2743252 27447 
monadaceae; 
219857154 
equence 

Betaproteobacteri 


a; 


219857151 


ence 


219857150 


549 


sequenc 


Sphingobacteriales; 


219857139 


sequenc 
dae; 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteri 
Dietziaceae; Dietzia. 

13202 Bacteria_16S 2772458 2772551 1 94 gi 


219857136 


venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


Comamonadaceae; 
219857218 


inomycetales; 


Burkholderiales; 


Actinomycetales; Co 


13 2554923 Strept 
Str 


ref |NR_024856.1 
82 2645662 Hydrog 
Hy 
ref |NR_024846.1 

2657714 265918 
Propioniba 


ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024786.1 


Delftia. 
ref|NR_024782.1 

2748935 275045 
Coma: 


ref|NR_024779.1 
2752000 275344 
Streptospo 


ref|NR_024778.1 


e 2758107 275950 


ref|NR_024767.1 
e 2767023 276850 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Riemerella columbina 


26 Riemerella columbina Bacteria; 
Flavobacteriaceae; 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Aequorivita 
1 Aequorivita 


Flavobacteriaceae; Aequorivita. 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 
monadaceae; 
219857346 


Hylemonella gracilis 
nella gracilis Bacteria; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Hydrogenophaga 

enophaga intermedia 

drogenophaga. 
Aeromicrobium 

7 Aeromicrobium 

cterineae; 


Saccharibacter 

ribacter floricola 

; Saccharibacter. 
Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 


Reichenbachiella 
5 Reichenbachiella 


Flammeovirgaceae; 


Dietzia 
5 Dietzia 
rynebacterineae; 


ref|NR_024764.1 
2771601 277308 
Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 


13202 Bacteria_16S 2773993 2774086 1 94 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
13202 Bacteria_16S 2775531 2775624 1 94 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
13202 Bacteria_16S 2784534 2784627 1 94 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 
13202 Bacteria_16S 2797995 2798088 1 94 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
13202 Bacteria_16S 2819181 2819274 1 94 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
13202 Bacteria_16S 2820674 2820767 1 94 gi|219856910|ref|NR_024731.1| Planobispora rosea 


strain JCM 3166 1 
Planobispora. 


13202 


Actinomycetales; 
13202 


13202 
strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


13202 
cineracea strain 


cineracea Bacteri 
Streptomycetaceae 


13202 
strain IAM 12409 
Proteobacteria; 

13202 


saccharophila Bac 
13202 


13202 
strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


13202 
strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


13202 
tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae 
13202 
strain IAM 14848 
13202 
strain IAM 


Bact 
14851 


13202 
strain IFO 


Bact 
15616 


13202 
strain 801 


Bact 
16S ri 


13202 


Bacteria_16S 
parontospora subs 
Planomonospora parontospora subsp. 


Bacteria_16S 
kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 
Bacteria_16S 


Bacteria_16S 


B 
Bacteria_16S 
saccharophila str 


Bacteria_16S 
lanceolatus strai 


lanceolatus Bacte 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Stre 


2822168 2822261 1 94 gi 
p- antibiotica strain JCM 3094 16S rib 
Streptosporangineae; Streptosporangiac 
2831250 2831343 1 94 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2832788 2832881 1 94 gi 
16S ribosomal RNA, partial sequence 
Stre 
2843426 2843519 1 94 gi 
SK-3255 16S ribosomal RNA, complete se 
a; Actinobacteria; Actinobacteridae; A 
Kitasatospora. 
2848082 2848139 4 


, 


v 


61 gi 
etaproteobacteria; Burkholderiales; Co: 
2849643 2849700 4 61 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2862058 2862115 4 61 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2894409 2894502 1 94 gi 
ribosomal RNA, partial sequence 
Micr 
2895904 2895997 1 94 gi 
ribosomal RNA, partial sequence 
Micr 
2897398 2897491 1 94 gi 
train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycetocola. 

2900401 2900494 1 


v 


94 gi 


2901936 2902029 1 94 gi 


2903473 2903566 1 94 gi 


3006843 3006936 1 94 
bosomal RNA, partial sequence 


gi 


3012811 3012904 1 94 


6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 2847193 28487 


2893553 28949 


2895048 28964 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
eria_16S 
16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
eria_16S 
16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
eria_16S 
3005987 30074 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ptosporang 
219856909 
Os 


eae; Plano 
219856903 
equence 

Actinomyc 


219856902 
28319 
ptomycinea 
219856895 
quence 
ctinomycet 


219856892 


mamonadace 
219856891 
sequence 
ria; Burkh 
219856883 
1 sequence 
a; Burkhol 
219856860 


ococcineae 
219856859 


ococcineae 
219856858 
sequence 
dae; Actin 


219856856 


ococcineae 
219856855 


ococcineae 
219856854 


ococcineae 
219846919 


ococcineae 
219846915 


gi 


omal RNA, 
antibiotica Bacteria; Actinobacteria; Actinobacteridae; 


70 Planobispora rosea Bacteria; 
ineae; Streptosporangiaceae; 


ref 
pa 


Planomonospora 
ce 2821321 2822766 


NR_024730.1 
rtial sequen 


monospora. 
ref|NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 
etales; Streptomycineae; 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Kitasatospora 

5 Kitasatospora 

ineae; 


v 


ref|NR_024711.1| Delftia acidovorans 

14 Delftia acidovorans Bacteria; 

ae; Delftia. 

ref|NR_024710.1 
2848765 285026 

olderiales; Coma 

ref|NR_024702.1 
2861171 286267 

deriales; Comamonadaceae; Curvibacter. 

ref|NR_024679.1| Mycetocola lacteus 

97 Mycetocola lacteus Bacteria; 

; Microbacteriaceae; Mycetocola. 

ref|NR_024678.1| Mycetocola saprophilus 

91 Mycetocola saprophilus Bacteria; 

; Microbacteriaceae; Mycetocola. 

ref|NR_024677.1| Mycetocola 

2896542 2897985 Mycetocola 

omycetales; Micrococcineae; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 


ref|NR_024675.1| Zimmermannella bifida 
10 Zimmermannella bifida Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024674.1| Leucobacter albus 

46 Leucobacter albus Bacteria; 

; Microbacteriaceae; Leucobacter. 
ref|NR_024673.1| Zimmermannella alba 
77 Zimmermannella alba Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 

; Microbacteriaceae; Frigoribacterium. 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


Marmoricola. 


ref|NR_026507.1| Marmoricola 
3011945 3013441 Marmoricola 


13202 
strain BSB411 16S 
Proteobacteria; 
13202 


faecitabidus Bact 
Rarobacteraceae; 
13202 
hortensis strain 
hortensis Bacteri 
Intrasporangiacea 
13202 
strain TA68 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


13202 
strain TAGA27 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


13202 
strain ATCC 25470 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


La202 
strain DSM 44267 


13202 
strain NR-27 16S 
Bacteroidetes; Sp 
13202 
strain DSM 11140 


Bacteria_16S 


B 


Bacteria_16S 
HKI 0125 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


Bacteria_16S 


Bacteria_16S 


3014383 3014440 4 
ribosomal RNA, 


61 
complete sequence 


gi 


3044689 3044782 1 94 gi 


Rarobacter. 


3046221 3046314 1 94 gi 


Ornithinicoccus. 
3092892 3092985 1 94 
ibosomal RNA, partial sequence 


e; 
gi 


3094411 3094504 1 94 
ribosomal RNA, partial sequence 


gi 


3104952 3105045 1 94 gi 
16S ribosomal RNA, partial sequence 
3153092 3153185 1 


94 gi 


3218506 3218563 4 61 

ribosomal RNA, partial sequence 
hingobacteria; 
3226006 3226099 1 


gi 


94 gi 


etaproteobacteria; Burkholderiales; Co: 
Bacteria_16S 


faecitabidus strain YLM-1 16S ribosomal RNA, partial se 


eria; Actinobacteria; Actinobacteridae 


Micr 


Micr 


Stre 


Sphingobacteriales; Fla 


219846914 


3013492 30150 
monadace 


ma 
219846892 
quence 


v 


219846891 
quence 


219846860 


3092041 30935 
occineae 


oc 
219846859 


3093562 30950 
occineae 


oc 
219846852 


pt 
219846820 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


oc 
219846775 


3217640 32191 
mmeovirgac 


219846770 


16S ribosomal RNA, partial sequence 3225149 32266 


Actinomy 


inomycet 


31040 
omycinea 


occineae 


ref|NR_026506.1| Acidovorax defluvii 

17 Acidovorax defluvii Bacteria; 

ae; Acidovorax. 

ref|NR_026484.1 
3043846 304530 

cetales; Microco 


Rarobacter 
9 Rarobacter 
ccineae; 


ref|NR_026483.1 
3045360 304685 


ales; Micrococci 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


ref|NR_026452.1| Kocuria rhizophila 

11 Kocuria rhizophila Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026451.1| Kocuria palustris 

28 Kocuria palustris Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026444.1| Streptomyces lydicus 
98 3105578 Streptomyces lydicus Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_026412.1| Terracoccus luteus 

13 Terracoccus luteus Bacteria; 

; Intrasporangiaceae; Terracoccus. 
ref|NR_026367.1| Thermonema rossianum 
04 Thermonema rossianum Bacteria; 

eae; Thermonema. 
ref|NR_026362.1| Janibacter limosus 
21 Janibacter limosus Bacteria; 


’ 


v 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
13202 Bacteria_16S 3236677 32367701 94 gi|219846763|ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

13202 Bacteria_16S 3253225 3253318 1 94 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

13202 Bacteria_16S 3254723 3254816 1 94 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

13202 Bacteria_16S 3269766 3269823 4 61 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 


strain Feox-1 16S 
Proteobacteria; B 
13202 
strain 1A-C 16S r 
Actinobacteria; A 
13202 
strain DSM 9580 1 
Actinobacteria; A 
13202 
longisporum strai 
longisporum Bacte 
Streptosporangiac 
13202 
carneum strain DS 
carneum Bacteria; 
Streptosporangiac 
13202 
album strain DSM 
Bacteria; Actinob 
Streptosporangium 
13202 
strain DSM 2062 1 
Actinobacteria; A 
13202 
strain DSM 43852 
Actinobacteria; A 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
M 44125 16S ribosomal RNA, partial seq 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3310942 3311035 1 94 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3351923 3352016 1 94 gi 


ctinobacteridae; Actinomycetales; Micr 
3367345 3367438 1 94 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3370341 3370434 1 94 gi 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3371840 3371933 1 94 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3394530 3394623 1 94 gi 


ctinobacteridae; Actinomycetales; Micr 
3397544 3397637 1 94 gi 


ctinobacteridae; Actinomycetales; Micr 


13202 


Bacteria_16S 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 


3417289 3417382 1 94 gi 


3268876 32703 


ptothrix. 
219846713 


3310081 33114 
occineae 


oc 
219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
occineae 


oc 

219846672 
sequence 
Actinomyc 


219846670 
uence 
inomycetal 


219846669 
nce 33709 


ales; Stre 


219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


ococcineae 
219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


ococcineae 
219846633 


96 Leptothrix mobilis Bacteria; 


ref|NR_026305.1| Georgenia muralis 

97 Georgenia muralis Bacteria; 

; Bogoriellaceae; Georgenia. 

ref|NR_026275.1| Agrococcus jenensis 

38 Agrococcus jenensis Bacteria; 

; Microbacteriaceae; Agrococcus. 

ref|NR_026264.1| Streptosporangium 
3366504 3367953 Streptosporangium 

etales; Streptosporangineae; 


v 


Streptosporangium 
8 Streptosporangium 
ngineae; 


ref|NR_026262.1 

3369499 337094 
es; Streptospora 
ref|NR_026261.1 
99 3372445 Strept 


ptosporangineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


ref|NR_026241.1| Brevibacterium iodinum 
47 Brevibacterium iodinum Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_026225.1| Actinomyces 

3416416 3417841 Actinomyces 


hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


13202 


matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 


Bacteria_16S 


3430657 3430752 1 


96 gi 


matruchotii Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


13202 


subrutilus strain DSM 40445 16S ribosomal RNA, 


Bacteria_16S 


3448308 3448401 1 


94 gi 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


13202 


strain DSM 20032 


13202 


strain DSM 40089 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Streptomyces. 


3454536 3454629 1 


3484854 3484947 1 


3486421 3486514 1 


94 gi 


16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


94 gi 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


94 gi 


complete sequence 


Streptomycinea 


219846624 
Actinomyc 
219846611 
Actinomyce 


219846607 


219846586 


219846585 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 
bikiniensis Bacte 
Streptomycetaceae 


13202 
strain DSM 3133 1 


13202 


13202 
strain DSM 20425 


13202 
strain DSM 43045 


13202 
strain DSM 7485 1 


13202 
strain DSM 7486 1 


13202 
strain DSM 20542 


La202 
strain DSM 20528 


13202 
strain Milford 74 


Proteobacteria; G 


13202 
strain ATCC 15338 


Proteobacteria; G 


13202 


Bacteria_16S 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
Bacteria_16S 


Bacteria_16S 


3491050 3491143 1 94 gi 

DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 


3502956 3503049 1 94 gi 


3504483 3504576 1 94 gi 


3513619 3513712 1 94 gi 


3515143 3515236 1 94 gi 


3516661 3516754 1 94 gi 


3518183 3518276 1 94 gi 


3558211 3558291 2 82 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3559691 3559771 2 82 gi 
16S ribosomal RNA, partial sequence 


3561206 3561286 2 82 


ria; Actinobacteria; Actinobacteridae; Actinomyc 
; Streptomyces. 
3487987 3488080 1 94 gi|219846584 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 
6S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 
6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 
16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 


ammaproteobacteria; Vibrionales; Vibrionaceae; V 


Bacteria_16S 


gi 


219846582 
sequence 
Actinomyce 
219846574 
219846573 
219846567 
219846566 


219846565 


219846564 


219846537 
35572 
onaceae; V 
219846536 
35587 


219846535 


strain 717 16S ribosomal RNA, partial sequence 
Proteobacteria; G 


13202 
nigripulchritudo 
nigripulchritudo 
13202 
80 16S ribosomal 

Gammaproteobacter 
13202 
strain ATCC 14048 
Proteobacteria; G 
13202 


3560299 35617 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ammaproteobacteria; Vibrionales; Vibri 
3562727 3562807 2 82 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteob 
3564212 3564292 2 82 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3565692 3565772 2 82 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 


3563299 3564734 Vibri 


Bacteria_16S 3567198 3567278 2 82 


gi 


onaceae; V 
219846534 
sequence 

acteria; V 
219846533 


219846532 
35647 
onaceae; V 
219846531 


o nereis Bacteri 


strain NS 16S ribosomal RNA, partial sequence 


Proteobacteria; G 
13202 
strain ATCC 35912 
Bacteria; Proteob 


3566301 35677 


Bacteria_16S 


ammaproteobacteria; Vibrionales; Vibri 
3568704 3568784 2 82 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Vibriona 


13202 


strain Anox B 16S 


13202 


Bacteria_16S 


Bacteria_16S 


3589987 3590044 4 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


3600775 3600831 4 


61 gi 


61 gi 


3589120 35906 
Ideonella. 


onaceae; V 
219846530 
35678 
les; 
219846516 


Vibrionaceae; 


ref|NR_026216.1 
3429781 343112 
etales; Coryneba 


ref|NR_026203.1 

3447437 344895 
tales; 
ref|NR_026199.1 
3; Micrococcaceae 
ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; 
ref|NR_026176.1 
; Cellulomonadac 
ref|NR_026174.1 

3490176 349169 
tales; Streptomy 
ref|NR_026166.1 


; Brevibacteriac 
ref|NR_026165.1 


; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
3; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 


; Microbacteriac 
ref|NR_026156.1 


; Microbacteriac 
ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref |NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 
ibrio. 
ref |NR_026126.1 

3561815 356324 
ibrionales; Vibr 
ref|NR_026125.1 


ref|NR_026124.1 
85 3566250 Vibrio 
ibrio, 
ref|NR_026123.1 
ibrio. 
ref |NR_026122.1 
07 3569262 Vibrio 
Vibrio. 
NR_026108.1 


ref 


219846506 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Streptomyces 
2 Streptomyces 


Streptomycineae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 
Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Streptomyces 

3 Streptomyces 

cineae; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 

tritici Bacteria; 

eae; Rathayibacter. 

Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 

8 Vibrio 

ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


ref|NR_026098.1 


Dolosigranulum pigrum 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 


13202 


paracochleata str 
paracochleata Bac 
Streptomycetaceae; 


13202 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae; 


13202 


strain OS-3256 16 


13202 


anatipestifer str 
anatipestifer Bac 


13202 


michiganensis sub 


Actinomycetales; 


13202 


strain 34-P 16S r 


13202 


strain SS-1 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3641527 3641620 1 


3643052 36431451 


3644584 3644677 1 


3703801 3703858 4 


Bacteroidetes; 
3769289 3769382 1 


94 


94 


94 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


61 


94 


gi|219846478 


ain M-13 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


gi|219846477 


n IFO 14789 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


gi|219846476 


3643713 36451 
Streptomycineae; S 


gi| 219846434 


ain ATCC 11845 16S ribosomal RNA, partial sequen 


teria; Flavobacteria; Flavobacteriale 


gi|219846385 


species tessellarius strain 78181 16S ribosomal 


Actinomycetal 


ref 


Actinomycetales; 


ref 


ref 


ref 


ref 
RNA, 


93 Kitasatospora 
treptomycetaceae; Kitasatospora. 


NR_026070.1 


NR_026069.1 
es; 


NR_026068.1 


NR_026025.1 


NR_025976.1 


partial sequence 


Kitasatospora 


3640656 3642130 Kitasatospora 
Streptomycineae; 


Kitasatospora 


3642181 3643662 Kitasatospora 
Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 


Riemerella 


ce 3702915 3704300 Riemerella 
s; Flavobacteriaceae; 


Riemerella. 
Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


3794966 3795023 4 


3854135 3854192 4 


Micrococcineae; Microbacteriaceae; 


61 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


61 


ibosomal RNA, partial sequence 


Clavibacter. 
gi|219846367 


3794096 37955 


gi| 219846326 


3853246 38547 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


13202 


strain CDC 8142 1 


Bacteria_16S 


3875471 3875564 2 


95 


gi| 219846312 


6S ribosomal RNA, partial sequence 3874615 38761 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


13202 


stercoraria strai 
stercoraria Bacte 


13202 


UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteri 


13202 


strain IFO 15965 


13202 


yamanashiensis st 
yamanashiensis Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Micromonosporaceae; 


13202 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; 


13202 


diastatochromogen 
diastatochromogen 
Streptomycetaceae; 


13202 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae; 


13202 


strain RL-34 16S 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


3887929 3888022 2 


3891003 3891096 2 


3903165 3903258 1 


3918116 3918209 1 


3924410 3924503 1 


3925991 3926084 1 


3927571 3927664 1 


in RL-110 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3929152 39292451 


3961699 3961756 4 


95 


95 


3890099 3891585 Kingella 
a; Neisseriales; Neisseriaceae; Kingella 


94 


94 


rain YU 127-1 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
Spirilliplanes. 


94 


ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


94 


es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacteridae; Actin 
Streptomyces. 


94 


gi| 219846304 


n Gottingen 1488-6 16S ribosomal RNA, partial sequen 
ria; Proteobacteria; Betaproteobacteria; 


gi| 219846301 


gi| 219846293 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Crypto 


gi|219846282 


gi|219846278 


complete sequence 
Actinomycet 


gi|219846277 


gi| 219846276 


complete sequence 


94 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


61 


gi| 219846275 
3928271 39298 


gi|219846251 


strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 39622 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 


13202 


Bacteria_16S 


3972057 3972114 4 


61 


gi| 219846244 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; 


13202 


strain KMM 6017 1 
Bacteroidetes; Sphingobacteria; 


13202 


strain 25-4 16S r 


13202 


strain SW-2 16S r 
Bacteroidetes; Sphingobacteria; 


13202 


strain CM2104 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Proteobacteria; 
3985111 3985168 4 


3999956 4000013 4 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadacea 


4007396 4007453 4 


4011978 40120711 


Betaproteobacteria; 


61 


6S ribosomal RNA, partial sequence 
Sphingobacteriales; 


61 


61 


ibosomal RNA, partial sequence 


94 


gi|219846235 
3984248 39856 


gi| 219846225 
3999120 40005 


gi|219846218 
4006528 40080 


gi|219846215 


Neisseriale 


sequenc 
Actinomyce 


complete 


ref 


ref 


ref 


Neis 


ref 


ref 


ref 


ref 


ref 


ref 
seq 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


e 3917267 391873 


3926691 392822 
Actinomyceta 


00 Streptomyces 


Streptomycineae; S 


3971185 397263 
Burkholde 


03 Algoriphagus 
Sphingobacteriales; Cyclobacteriaceae 


NR_025958.1 
Polaromonas. 
NR_025916.1 
NR_025902.1 
seria. 
NR_025894.1 
ce 388702 


NR_025891.1 


oralis Bacteria; 


NR_025883.1 


NR_025872.1 
tales; 
NR_025868.1 

392352 
ales; 
NR_025867.1 
uence 392511 
omycetales; 
NR_025866.1 
les; Strepto: 
NR_025865.1 
treptomyceta 
NR_025841.1 
NR_025834.1 


riales; Coma 
NR_025825.1 


Roseivirga. 
NR_025815.1 


e; Silanimon 
NR_025808.1 


; Algoriphag 


ref 


NR_025805.1 


s; Neisseriaceae; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
Vitreoscilla. 
Kingella oralis strain 
Proteobacteria; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
sporangiaceae; Cryptosporangium. 


Spirilliplanes 
6 Spirilliplanes 


Micromonosporineae; 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 
Flammeovirgaceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Algoriphagus marincola 


marincola Bacteria; 


us. 
Janibacter melonis 


4011119 4012597 Janibacter melonis Bacteria; 


Intrasporangiaceae; Janibacter. 


13202 


strain 20-5 16S r 


13202 


strain NRRL B-163 
Bacteria; Actinob 


13202 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


13202 


strain JC1078 16S 


13202 


strain CLN-1 16S 
Proteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


4024082 40241751 


4031728 40318211 


4034832 40349251 


4054310 4054403 1 


4081672 4081729 4 


94 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


94 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


94 


ain NRRL B-16149 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Glycomyces. 


94 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


61 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Tepidimonas. 


219846207 |ref 


gi 


NR_025797.1 


Agromyces salentinus 


4023267 4024647 Agromyces salentinus Bacteria; 


219846202 |ref 


gi 
Glycomyc 
gi|219846200|ref 
Actinomycet 


219846184 |ref 


gi 


Mi 


NR_025792.1 
ineae; 


NR_025790.1 
403395 


NR_025774.1 


crobacteriaceae; 


Agromyces. 
Glycomyces algeriensis 


4030856 4032350 Glycomyces algeriensis 
Glycomycetaceae; 


Glycomyces. 
Glycomyces 
0 4035456 Glycomyces 


ales; Glycomycineae; 


Serinicoccus marinus 


4053509 4054929 Serinicoccus marinus Bacteria; 


In 


gi|219846165|ref 


NR_025755.1 


trasporangiaceae; 


Serinicoccus. 
Tepidimonas aquatica 


4080799 4082297 Tepidimonas aquatica Bacteria; 


Desulfofaba fastidiosa 


fofaba. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 
Brevibacterium celere 


eae; Brevibacterium. 
Kocuria marina strain 
ia; Actinobacteria; 


13202 Bacteria_16S 4095309 4095390 13 94 gi|219846156|ref|NR_025746.1 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
13202 Bacteria_16S 4096698 4096755 4 61 gi|219846155|ref|NR_025745.1 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 409726 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyc 
Algoriphagus. 

13202 Bacteria_16S 4098184 4098241 4 61 gi|219846154|ref|NR_025744.1 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 409874 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobac 
13202 Bacteria_16S 4099640 4099697 4 61 gi|219846153|ref|NR_025743.1 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 410017 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyc 
Algoriphagus. 

13202 Bacteria_16S 4113278 41133711 94 gi| 219846142 |ref|NR_025732.1 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 411388 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Brevibacterium. 

13202 Bacteria_16S 4120831 4120924 1 94 gi| 219846137 |ref|NR_025727.1 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
13202 Bacteria_16S 4125449 4125542 1 94 gi|219846133|ref|NR_025723.1 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

13202 Bacteria_16S 4188399 4188456 4 61 gi|219846084|ref|NR_025674.1 


strain P43/6/78 1 
Spirochaetes; 


13202 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


13202 


olivochromogenes 
olivochromogenes 
Streptomycetaceae; 


13202 


strain B7319 16S 


13202 


strain Y12-2 16S 
Bacteroidetes; 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribo 
Spirochaet 


Flavobacteria; 


4189941 4189998 4 


Proteobacteria; 


4201903 4201996 1 


4203401 42034941 


4226304 4226361 4 


4236819 4236876 4 


somal RNA, partial sequence 4187537 41889 
ales; Brachyspiraceae; Brachyspira. 


61 


s strain K14 16S ribosomal RNA, partial 
s Bacteria; 


strain DSM 40451 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Betaproteobacteria; Burk 
94 gi| 219846074 |ref 

Actinomy 
94 gi| 219846073 |ref 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


61 


ribosomal RNA, partial sequence 
Flavobacteriales; 


61 


Flavobacteriaceae; 


strain BA160 16S 
Bacteroidetes; 


ribosomal RNA, partial sequence 


219846083 
sequence 


gi ref 


rs 


4202580 4204027 Streptomyces 


Streptomycineae; S 
gi| 219846051 |ref 


189049 419056 


NR_025673.1 
holderiales; 
NR_025664.1 

420108 
cetales; Str 


NR_025663.1 


treptomyceta 
NR_025641.1 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Streptomyces 
2 4202529 Streptomyces 


eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Aequorivita crocea 


4225434 4226855 Aequorivita crocea Bacteria; 


Ae 
ref 


gi| 219846044 


quorivita. 
NR_025634.1 


Aquiflexum balticum 


4235935 4237393 Aquiflexum balticum Bacteria; 


13202 


strain 653 16S ri 
Firmicutes; 


13202 


intestinale strai 


intestinale Bacteria; 


13202 


chartatabidum str 
chartatabidum Bac 


13202 


Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 
Bacteria_16S 26620 26700 2 82 gi|265679046|ref|NR_029354.1| Clostridium roseum 
bosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
Bacteria_16S 161726 161806 2 82 gi|265678955|ref|NR_029263.1| Clostridium 
n Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
Bacteria_16S 198253 198333 2 82 gi|265678931|ref|NR_029239.1| Clostridium 
ain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
207674 207754 2 82 gi|265678924|ref|NR_029232.1| Clostridium 


Bacteria_16S 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


13202 Bacteria_16S 209227 209307 2 82 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 210779 210859 2 82 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 273061 273121 2 61 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

13202 Bacteria_16S 314178 314258 2 82 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 389774 389870 1 96 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

13202 Bacteria_16S 652542 652622 2 82 gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 684150 684230 2 82 gi| 265678593 |ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 


Firmicutes; Clost 
13202 
strain W1219 16S 
Firmicutes; Erysi 
13202 


Bacteria_16S 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
863054 863138 10 94 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 


litoralis strain 
Bacteria; 


13202 


Bacteria_16S 


Proteob 
Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 
13202 
DSM 16069 16S rib 
Bacteria; Proteob 


Bacteria_16S 


osomal RNA, partial sequence 


acteria; Gammaproteobacteria; Kangiella. 


1174405 11758 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 
934944 935004 1 61 gi|265678422|ref|NR_028724.1| Bacteriovorax 
JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
acteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
936470 936530 1 61 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
osomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
eltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
1175286 1175378 2 94 gi|228718578|ref|NR_027574.1| Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


13202 Bacteria_16S 1356848 1356928 2 82 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
13202 Bacteria_16S 1400422 1400514 2 94 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

13202 Bacteria_16S 1611134 1611194 2 61 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

13202 Bacteria_16S 1684148 1684228 2 82 gi| 219878419 |ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 1687078 1687158 2 82 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 

13202 Bacteria_16S 1707108 1707188 2 82 gi|219878403|ref|NR_025542.1| Clostridium diolis 


strain SH1 16S ri 
Firmicutes; Clost 
13202 
limicola strain G 
limicola Bacteria 
13202 
strain CK58 16S r 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
ridia; Clostridiales; 
1830210 1830270 1 61 gi 
olChil 16S ribosomal RNA, complete seq 
Proteobacteria; Betaproteobacteria; 
1972962 1973042 2 82 gi 
ibosomal RNA, partial sequence 


Clostridiaceae; Cl 


ue 
Rh 


, 


1706248 17077 


219878316 


219878213 
1972100 19735 


ostridium. 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 


ref|NR_025352.1 


nce 
odocycla 


30 Clostridium diolis Bacteria; 


Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Clostridium akagii 


91 Clostridium akagii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

13202 Bacteria_16S 2044945 2045037 4 96 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteimonas mephitis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 

13202 Bacteria_16S 2368501 2368557 2 58 gi| 219857481 |ref|NR_025069.1| Mycoplasma 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

13202 Bacteria_16S 2369983 2370039 2 58 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 


strain HRC292 16S 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


13202 
strain MH5408 16S 
Tenericutes; Moll 


Bacteria_16S 


2369126 23705 


87 Mycoplasma primatum Bacteria; 


2371494 2371550 2 58 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857479 
2370638 2372093 Mycoplasma opalescens Bacteria; 


ref|NR_025067.1 


Mycoplasma opalescens 


13202 
strain PG15 16S r 
Tenericutes; Moll 
13202 
strain R171 16S r 
Tenericutes; Moll 
13202 
strain PG30 16S r 
Tenericutes; Moll 
13202 
strain MMP-1 16S 
Tenericutes; Moll 
13202 
columbinasale str 
columbinasale Bac 
13202 
strain G122 16S r 
Tenericutes; Moll 
13202 
peptidivorans str 
peptidivorans Bac 
13202 
putrefaciens stra 
putrefaciens Bact 
13202 
brassicacearum st 


brassicacearum Bacteria; 


Pseudomonas. 
13202 
strain DSM 12272 
Firmicutes; Clost 
13202 
pelophilus strain 
pelophilus Bacter 
13202 
strain JCM 6484 1 
Firmicutes; Clost 
13202 
strain 087-AZ-H 1 


13202 


13202 


Bacteria_16S 


teria; 
Bacteria_16S 


eria; 
Bacteria_16S 

rain DBK11 16S ribosomal RNA, partial 
Proteobacteria; 


Bacteria_16S 


ridia; 
Bacteria_16S 


ridia; 
Bacteria_16S 


2373003 2373059 2 


2374509 2374565 2 


2376020 2376076 2 


2377533 2377589 2 


2379041 2379097 2 


2380547 2380603 2 


2435324 2435404 2 


Firmicutes; 
2464095 2464175 2 


Firmicutes; 
2523033 2523125 2 


2530603 2530683 2 

Clostridiales; 
2646594 2646654 1 
2888325 2888405 2 

Clostridiales; 
2990063 2990142 2 
3029442 3029522 2 


Firmicutes; 
3035553 3035633 2 


Clostridia; 


58 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


58 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


58 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


58 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


58 


ain 694 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae 
Bacteria_16S 


58 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


82 


ain TMC4 16S ribosomal RNA, partial sequence 
Clostridia; 


82 


in DSM 1291 16S ribosomal RNA, partial sequence 
Clostridiales; 


94 


82 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


61 


asp 66 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 
Bacteria_16S 


82 


6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


82 


6S ribosomal RNA, partial sequence 2989207 29906 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 
Bacteria_16S 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 
polyendosporus Bacteria; 
Bacteria_16S 


82 


Clostridia; 


82 


strain DS1 16S ribosomal RNA, partial sequence 


Firmicutes; 
13202 


13202 


Propionivibrio. 
13202 


Clostridia; 
Bacteria_16S 

sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 
sartagoforme Bacteria; 
Bacteria_16S 

dicarboxylicus strain CreMall 16S ribosomal RNA, partial 
dicarboxylicus Bacteria; 


Bacteria_16S 


Clostridiales; 
3037076 3037156 2 


Firmicutes; 
3055415 3055475 1 


3248838 3248918 2 


Proteobacteria; 


strain WV6 16S ribosomal RNA, partial sequence 


Firmicutes; 
13202 


Clostridia; 
Bacteria_16S 


Clostridiales; 
3265283 3265363 2 


DSM 10228 16S ribosomal RNA, partial sequence 


Firmicutes; 
13202 
strain DSM 10365 
Firmicutes; 
13202 


Firmicutes; 
13202 


Firmicutes; 


Clostridia; 
Bacteria_16S 


Clostridia; 
Bacteria_16S 

strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 
Clostridia; 
Bacteria_16S 

strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 35294 
Clostridia; 


13202 


Bacteria_16S 


Clostridiales; 
3286520 3286600 2 


Clostridiales; 
3501516 3501596 2 


Clostridiales; 
3528883 3528963 2 


Clostridiales; 
3593040 3593120 2 


Clostridiaceae; 


82 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridiaceae; 


82 


Clostridi 
82 


Clostridi 
82 


Gammaproteobacteria; 


gi| 219857478 
2372144 23736 


gi| 219857477 
2373653 23751 


gi| 219857476 
2375159 23766 


gi|219857475 
2376676 23781 


gi| 219857474 


gi|219857473 
2379691 23811 
gi|219857431 
Clostridiales; Cl 

gi|219857407 


Clo 
219857362 

sequence 

Pse 


gi 


gi| 219857357 
Clostridiu 
gi| 219857227 
Rhodocyc 
gi| 219856864 
Eubacteriu 


gi| 219846930 


gi|219846904 


Clostridiales; C 
gi|219846899 
3034695 30361 


3264433 32658 


ref|NR_025066.1| Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref |NR_025062.1| Mycoplasma 

2378183 2379640 Mycoplasma 
; Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


ref|NR_025019.1| Clostridium 
2434473 2435953 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_024995.1| Clostridium 
2463226 2464712 Clostridium 
stridiaceae; Clostridium. 
ref|NR_024950.1| Pseudomonas 
2522145 2523617 Pseudomonas 
udomonadales; Pseudomonadaceae; 


ref|NR_024945.1| Clostridium gasigenes 
15 Clostridium gasigenes Bacteria; 

m. 

ref|NR_024855.1| Propionivibrio 


2645713 2647197 Propionivibrio 
lales; Rhodocyclaceae; Propionivibrio. 
ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 
m. 
ref|NR_026522.1| Legionella tucsonensis 
58 Legionella tucsonensis Bacteria; 
e; Legionella. 
ref|NR_026496.1] Anaerobacter 

3028583 3030038 Anaerobacter 
lostridiaceae; Anaerobacter. 
ref|NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 


Clostridiaceae; Clostridium. 
82 gi|219846898|ref|NR_026490.1| Clostridium 
3036217 3037686 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
61 gi|219846885|ref|NR_026477.1| Propionivibrio 
sequence 3054533 3056028 Propionivibrio 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
82 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
3247999 3249330 Clostridium isatidis Bacteria; 
Clostridiaceae; Clostridium. 
82 gi|219846744|ref|NR_026336.1| Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Clostridium. 
gi|219846730|ref|NR_026322.1| Clostridium pascui 
40 Clostridium pascui Bacteria; 
Clostridium. 
gi|219846575|ref|NR_026167.1| Clostridium celatum 
49 Clostridium celatum Bacteria; 
aceae; Clostridium. 
gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 
aceae; Clostridium. 
gi|219846513|ref|NR_026105.1] Clostridium puniceum 


strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridi 


aceae; 


Clostridium. 


13202 


strain NCFB 2890 
Firmicutes; 


13202 


strain 1846 


13202 


strain G145 16S r 


Bacteria_16S 


Bacteria_16S 
16S 


Bacteria_16S 


Lactobacillales; 


3614390 3614470 4 


3675066 3675146 2 


3691765 3691821 2 


84 


82 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


58 


ibosomal RNA, partial sequence 


gi 


gi 


3674212 36756 


gi 


3690909 36923 


219846496 


16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloiococcus. 


219846454 


219846443 


ref 


ref 


ref 


09 Alloiococcus 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


13202 


fusiformis strain 
Bacteria; Verruco 


13202 


debontii strain F 
Bacteria; Verruco 


13202 


vanneervenii stra 
Bacteria; Verruco 


13202 


strain Pasteur II 
Firmicutes; 


13202 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


13202 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


ibosomal RNA, 
ridia; 


13202 


leopharyngis strain LL2 16S ribosomal RNA, partial sequence 37821 


Bacteria_16S 


3705230 3705324 2 


3706749 3706829 2 


3708267 3708347 2 


3711298 3711378 2 


Clostridiales; 
3712804 3712900 1 


3714265 37143611 


3720268 3720348 2 


Clostridiales; 
3783000 3783056 2 


96 


82 


82 


82 


gi 


FC4 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicrobiales; 


gi 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicrobiales; 


gi 


gi 


I 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiaceae; 


96 


96 


82 


complete sequence 


gi 


gi 


gi 


3719395 37209 
Clostridium. 


Clostridiaceae; 


58 


gi 


219846433 


219846432 


219846431 


in FC2 16S ribosomal RNA, partial sequence 37073 
microbia; Verrucomicrobiae; Verrucomicrobiales; 


219846429 


219846428 


in 253 16S ribosomal RNA, partial sequence 37119 
acteria; Actinobacteridae; Actinomycetales; 


219846427 


rain P-15 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


219846422 


219846375 


Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


13202 


Bacteria_16S 


3787439 3787495 2 


58 


strain PU 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


13202 


strain 62 16S rib 


13202 


strain 17529 16S 
Tenericutes; Moll 


13202 


strain DSK1 16S r 


13202 


multivorans strai 
multivorans Bacte 
Burkholderia; 


13202 


seropedicae strai 
Bacteria; 


13202 


strain KB740 16S 


13202 


equigenitalis str 
equigenitalis Bac 


13202 


aichiense strain 
Bacteria; Actinob 
Mycobacterium. 


13202 


strain 358 16S ri 


13202 


strain C4D1M 16S 


13202 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3837450 3837509 2 


3857154 3857210 2 


3952743 3952823 2 


20509 20568 2 


64485 64544 2 


n Z67 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


157181 157240 2 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclal 


206134 206193 2 


Proteobacteria; 
227508 227602 1 


230522 230616 1 


235088 235147 2 


236724 236783 2 


61 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


58 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


82 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; M 


61 


61 


61 


es; 


61 


Betaproteobacteria; 


96 


96 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


61 


gi 


3786577 37880 


gi 


3836584 38380 


gi 


3856288 38577 


gi 


3951843 39533 
oritellaceae; 


gi 


n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


gi 


complete sequ 


gi 


156293 15781 


Rhodocyclaceae; Az 


gi 


ain N480/82 16S ribosomal RNA, partial 
teria; 


gi 


49005 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


229646 23110 
nebacterineae; 


gi 


234235 23583 
rkholderiaceae 


gi 


219846372 


219846337 


219846324 


219846257 


265679050 
sequence 


265679021 


265678958 


265678926 


sequence 


265678911 


265678909 


265678905 


265678904 


37043 


37058 


37104 
Clostridium. 


Micr 


Halomonadacea 


ence 63592 


22663 
Coryneba 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


51 3705819 Prost 
Verrucomicrobiaceae; 


70 3707337 Prost 
Verrucomicrobiaceae; 


88 3708856 Prost 
Verrucomicrobiaceae; 


25 3711931 Clost 


3713443 371485 
Actinomycetales; 


35 3783570 Mycopl 


19628 
Burkholderi 


65117 


Oxalob 


205252 206750 
Burkholde 


2 228087 Mycob 


3 Mycobacterium 


4 Burkholderia 


NR_026088.1 


NR_026045.1 


NR_026034.1 


NR_026024.1 


NR_026023.1 


NR_026022.1 


NR_026020.1 


NR_026019.1 
NR_026018.1 


NR_026013.1 
NR_025966.1 
NR_025963.1 


NR_025927.1 


e; 
NR_025914.1 


NR_025847.1 


Moritella. 
NR_029358.1 
21106 
ales; Burkho 
NR_029329.1 
Herbas 
acteraceae; 
NR_029266.1 


oarcus. 
NR_029234.1 


riales; Alca 
NR_029219.1 


a 
cterineae; M 
NR_029217.1 


Mycobacteri 
NR_029213.1 


; Burkholder 


ref 


Alloiococcus otitis 


otitis Bacteria; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


teriaceae; Pantoea. 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Prosthecobacter 


hecobacter fusiformis 


Prosthecobacter. 
Prosthecobacter 


hecobacter debontii 


Prosthecobacter. 
Prosthecobacter 


hecobacter vanneervenii 


Prosthecobacter. 
Clostridium septicum 


ridium septicum Bacteria; 


Actinoplanes 


82 3713392 Actinoplanes auranticolor 
omonosporineae; 


Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 


Micromonosporineae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Mycoplasma 
asma leopharyngis 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
Halomonas. 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Burkholderia 
Burkholderia 
lderiaceae; 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Taylorella 

Taylorella 
ligenaceae; Taylorella. 
Mycobacterium 

cterium aichiense 
ycobacteriaceae; 


Mycobacterium aurum 
aurum Bacteria; 

aceae; Mycobacterium. 
Burkholderia graminis 


graminis Bacteria; 


Leis 


NR_029212.1 


Burkholderia 


235885 237406 Burkholderia phenazinium 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


13202 
strain P 1-22-1 1 
Proteobacteria; 
13202 


Bacteria_1 


B 


6S 238306 238365 2 61 gi 


256571 256630 2 61 


6S ribosomal RNA, partial sequence 237457 23896 
etaproteobacteria; Burkholderiales; Burkholderia 


xenovorans strain 
Bacteria; 


13202 


strain CDC F5101 
Proteobacteria; 


13202 


vibrioformis stra 
vibrioformis Bact 


13202 


strain 2678 16S ribosoma 
Proteobacteria; Alphaproteobacteria; 


group. 
13202 


strain MK (Kaplan) 16S r 
Proteobacteria; Alphaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


fever group. 


13202 


formicigenes stra 
formicigenes Bact 


13202 


strain R 8118 16S 
Proteobacteria; 


13202 


strain Ppe8 16S r 
Proteobacteria; 


13202 


prausnitzii strai 
prausnitzii Bacte 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


eria; 


ria; 


289718 289777 2 


294393 294480 4 


Chlorobi; 
315635 315694 2 


317099 317158 2 


417661 417739 4 


Firmicutes; 
468265 468324 2 


588775 588834 2 


594811 594890 4 


Firmicutes; 
631227 631322 1 


Chlorobia; 


1 RNA, partial sequence 


61 


91 


61 


Rickettsiales; 


61 


82 


Clostridia; 


61 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


61 


ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


83 


96 


gi 


LB400 16S ribosomal RNA, partial sequ 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


16S ribosomal RNA, complete sequence 
Betaproteobacteria; Burkholderiales; Al 


gi 


gi 


265678903 


265678891 


265678867 


265678864 


in 6030 16S ribosomal RNA, partial sequence 
Chlorobiales; 


265678850 


314818 31623 


gi 


ibosomal RNA, partial sequence 
Rickettsiales; 


gi 


gi 


gi 


Ric 


Ric 


265678849 
31628 


265678776 


in DV1184 16S ribosomal RNA, partial sequence 
Clostridiales; 


265678739 


467397 46889 
rkholderia 


265678660 


587905 58931 


gi 


n ATCC 27768 16S ribosomal RNA, partia 
Clostridia; 


gi 


strain Muenster 2 


13202 


696481 696576 1 96 gi 


Opitutae; Opitutales; Opitutaceae; Opitutus. 


000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitu 


13202 


lusitanum strain 
Bacteria; 


13202 


Bacteria_16S 


Bacteria_16S 


738842 738901 2 


P6-12 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


757688 757747 2 


61 


gi 


265678656 


265678630 

63034 
Micr 

265678585 


265678555 


complete sequence 73794 


61 


gi 


respiraculi strain AU3313 16S ribosomal RNA, partial sequence 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; 
Bacteria_16S 


13202 


823513 823572 2 61 gi 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial 


taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; 
Bacteria_16S 
strain N-1 16S ribosomal RNA, partial sequence 


13202 
Proteobacteria; B 
13202 
strain LMG 18819 
Proteobacteria; 

13202 
strain LMG 18106 
Proteobacteria; 

13202 
strain LMG 16407 
Proteobacteria; 

13202 


Proteobacteria; 
13202 


Proteobacteria; 
13202 


Streptosporangiac 
13202 


Bacteria_16S 


873686 873745 2 61 gi 


893121 893180 2 61 gi 


894656 894715 2 61 gi 


896191 896250 2 61 gi 


1002735 1002794 2 61 gi 


1036138 1036197 2 61 gi 


1099495 1099588 1 94 gi 


eae; Acrocarpospora. 


1129801 1129860 2 


61 gi 


872811 87416 
etaproteobacteria; Burkholderiales; Burkholderia 
Bacteria_16S 
16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Bacteria_16S 
16S ribosomal RNA, partial sequence 893783 89526 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Bacteria_16S 
16S ribosomal RNA, partial sequence 895318 89680 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Bacteria_16S 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 10033 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
Bacteria_16S 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 10367 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Bacteria_16S 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; 


265678541 


Burkhol 
265678497 
sequence 
Burkhol 
265678463 


265678449 


265678448 


265678447 


265678376 


265678354 


265678310 


ref|/NR_029211.1 


ceae; Burkholder 


ref 


ence 25570 
Bu 


28882 
caligenaceae; 


Chlorob 


kettsiaceae; 


kettsiaceae; 


Pep 


rkholderia 


1 sequence 
Clostridiales; 


ref 


ref 


ref 


ref 


ref 


4 


ref 


ref 


ref 


ref 


3. 257168 Burkho 
rkholderiaceae; 


4 290348 Bordet 


293547 295005 
iace 


2 317695 Ricket 
Rickettsieae; 


16856 41823 
tost 


3 Burkholderia 
ceae 


0 Burkholderia 
ceae 


593943 59540 
Ruminoco 


NR_029199.1 


NR_029173.1 


Bordetella. 
NR_029170.1 


ae; Prosthec 
NR_029155.1 


NR_029154.1 


NR_029081.1 
5 
reptococcace 
NR_029044.1 


; Burkholder 
NR_028965.1 


; Burkholder 
NR_028961.1 
4 
ccaceae; Fae 
NR_028935.1 


9 631823 Kytoco 
ococcineae; Derm 
ref|NR_028890.1 
tus terrae Bacte 


ref 


ref 


8 739471 Herbas 
Oxalob 


NR_028859.1 


acteraceae; 
NR_028845.1 


Actinomycetales; 


756798 758254 
deriales; Burkho 
ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref |NR_028766.1 


ceae; Cupriavidu 
ref|NR_028751.1 


Pandoraea. 
NR_028750.1 


ref 


Pandoraea. 
ref |NR_028749.1 
Pandoraea. 
ref |NR_028678.1 
; Azovibrio. 

ref|NR_028656.1 


Herbaspiri 
ref |NR_028612.1 

1098650 110009 
Strepto 


253680770 


Burkholderia glumae 


6 Burkholderia glumae Bacteria; 


ia. 
Burkholderia 
lderia xenovorans 
Burkholderia. 
Bordetella holmesii 
ella holmesii Bacteria; 


Prosthecochloris 
Prosthecochloris 
ochloris. 

Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 
Rickettsieae; 


Rickettsia; typhus 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Tepidibacter 
Tepidibacter 

ae; Tepidibacter. 
Burkholderia terricola 


terricola Bacteria; 


ia. 
Burkholderia tropica 


tropica Bacteria; 


ia. 

Faecalibacterium 

Faecalibacterium 
calibacterium. 
Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 
Opitutus terrae strain 
ria; Verrucomicrobia; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


a 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


ref|NR_028018.1 


Rickettsia rickettsii 


strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


fever group. 


spotted 


13202 
strain Ter6 16S r 
Proteobacteria; B 
13202 
C91 16S ribosomal 
Proteobacteria; B 
13202 
Proteobacteria; B 
13202 
strain UR/MT95 16 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


13501 16S ribosomal RNA, 


Bacteria_16S 


1146483 1146542 2 61 
ibosomal RNA, partial sequence 


gi 


S ribosomal RNA, partial sequence 


253680759 


1145612 11470 


1266430 12679 


ref|NR_028007.1| Collimonas fungivorans 
64 Collimonas fungivorans Bacteria; 


etaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

1179793 1179852 2 61 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
etaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

1193348 1193407 2 61 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 

complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 

etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1267321 1267380 2 61 gi|219846423|ref|NR_026014.1| Massilia timonae 


23 Massilia timonae Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

13202 Bacteria_16S 1268867 1268927 1 61 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 

13202 Bacteria_16S 1283671 1283730 2 61 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

13202 Bacteria_16S 1337024 1337083 2 61 gi|228721486|ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

13202 Bacteria_16S 1346249 1346344 1 96 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

13202 Bacteria_16S 1352333 1352391 2 61 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 
Och 149 16S ribosomal RNA, partial sequence 1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 

13202 Bacteria_16S 1359796 1359855 2 61 gi|228720024|ref|NR_027587.1| Burkholderia 
thailandensis strain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; pseudomallei group. 

13202 Bacteria_16S 1373436 1373495 2 61 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

13202 Bacteria_16S 1387022 1387081 2 61 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 


strain STM815 16S 
Bacteria; Proteob 
13202 
strain STM678 16S 
Proteobacteria; B 
13202 
strain B4P 16S ri 
Proteobacteria; B 
13202 
strain S2 16S rib 
Proteobacteria; B 
13202 
ruhlandii strain 
Bacteria; Proteob 
13202 
strain U120 16S r 
Proteobacteria; B 
13202 
strain DhA-35 16S 
Proteobacteria; B 
13202 
piechaudii strain 
piechaudii Bacter 
13202 
AMMD 16S ribosoma 
Proteobacteria; B 
complex. 

13202 
cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 
13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388537 1388596 2 61 gi 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1471892 1471951 2 61 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1473284 1473343 2 61 gi 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


1533788 1533847 2 61 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 
1623249 1623308 2 


61 gi 


1386182 13876 


riales; Bu 
228716720 


ribosomal RNA, partial sequence 1387667 13891 
etaproteobacteria; Burkholderiales; Burkholderia 
1424627 1424686 2 61 gi|224581442 
bosomal RNA, partial sequence 1423741 14252 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1438570 1438629 2 61 gi| 224581429 
osomal RNA, partial sequence 1437684 14391 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1456818 1456877 2 61 gi| 224581416 
EY3918 16S ribosomal RNA, partial sequence 14559 
acteria; Betaproteobacteria; Burkholderiales; Al 
1465807 1465866 2 61 gi|224581409 
ibosomal RNA, partial sequence 1464924 14664 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1468815 1468874 2 61 gi| 224581407 


1467942 14694 


ocyclaceae 
224581405 
uence 

; Burkhold 
224581402 


1472412 1473865 Burkh 


rkholderia 


219857425 
sequence 
a; Burkhol 


219878461 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 


stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


16 Burkholderia phymatum STM815 


rkholderiaceae; Burkholderia. 
ref|NR_027554.1| Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 

ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 

; Thauera. 

ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 

; Thauera. 

ref|NR_027197.1] Achromobacter 


66 1457283 Achromobacter ruhlandii 
caligenaceae; Achromobacter. 
ref|NR_027190.1| Azoarcus buckelii 
33 Azoarcus buckelii Bacteria; 
; Azoarcus. 
ref|NR_027188.1| Zoogloea resiniphila 
14 Zoogloea resiniphila Bacteria; 
; Zoogloea. 
ref |NR_027186.1 
1471041 147236 
eriales; Alcalig 
ref|NR_024882.1 
olderia ambifari 
ceae; Burkholder 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


, 


Burkholderia 
2 Burkholderia 
lderiaceae; 


ref |NR_025013.1 
1532915 153432 
deriales; Burkho 


ref|NR_025600.1| Sutterella 
1622384 1623838 Sutterella 
Sutterella. 


13202 


sacelli Bacteria; 


Brachybacterium. 


Bacteria_16S 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actin 


1760459 1760554 1 96 gi 


219878365 


omycetales; 


13202 


paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; 
Dermabacteraceae; 


13202 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


Blastococcus. 


13202 


denitrificans strain Chol-1S 16S ribosomal RNA, 
denitrificans Bacteria; 


Bacteria_16S 


Sterolibacterium. 


13202 


thiooxidans strai 
thiooxidans Bacte 


13202 


strain DSM 11334 


13202 


strain LMG 1945, 


13202 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


13202 


strain Se-1111R 1 


13202 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


13202 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


13202 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


13202 


strain DSM 176 16 


13202 


strain 58Eu 16S r 


13202 


strain 47Lol 16S 


13202 


defragrans strain 
Bacteria; 


13202 


strain AU2944 16S 


13202 


strain DSM 11853 


13202 


campinensis strai 
Bacteria; 


13202 


strain K24 16S ri 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


is Bacteria; 


S ribosomal RNA, 


1763502 1763597 1 


Brachybacterium. 


1788894 1788989 1 


1836264 1836323 2 
Proteobacteria; 


1878929 1878988 2 


1897599 1897658 2 


1899142 1899201 2 


1922971 1923030 2 
Proteobacteria; 


1947390 1947449 2 


1964122 1964181 2 

Proteobacteria; 
1965639 1965698 2 
Proteobacteria; 


1971440 1971499 2 


2025103 2025182 5 


2067930 2067989 2 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


2069462 2069521 2 


2074097 2074156 2 


2122827 2122886 2 


2274696 2274755 2 


2276230 2276289 2 


2307950 2308009 2 


bosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 


2330586 2330645 2 


96 


96 


n CS-K2 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 


16S ribosomal RNA, partial sequence 1896710 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


61 


R8846 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


61 


train LMG6866 16S ribosomal RNA, partial 


acteria; Betaproteobacteria; 


61 


6S ribosomal RNA, partial sequence 1946525 19480 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


61 


ain NCIMB 9548 16S ribosomal RNA, partial sequen 
Betaproteobacteria; 


61 


is strain G 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


61 


n GSF30 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 


84 


complete sequence 2024259 20257 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


61 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


61 


54Pin 16S ribosomal RNA, partial sequence 20732 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


61 


16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


61 


n WS2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


61 


61 


strain IPT10 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


Rhodocyclaceae 


Rhodocyclaceae 


gi| 219878363 


gi|219878343 


219878264 
18982 


gi 


219878246 
sequenc 


gi 


gi|219878230 


gi| 219878219 
Hydro 


gi|219878218 


gi|219878214 
Burkhol 


gi|219878179 


gi|219878145 
2067059 20685 


gi|219878144 
2068593 20700 


gi|219878141 
Al 
gi|219857653 
2121958 21233 


gi|219857550 


219857549 
22753 
Bu 
gi| 219857524 
2307079 23085 


gi 


gi| 219857509 


Actinomycetales; 


ref|NR_025504.1 


ref|NR_025502.1 


ref |NR_025482.1 


Bordetella. 
ref |NR_025403.1 
Brackiella. 
ref|NR_025385.1 
e 1922112 192356 


ref|NR_025369.1 
Bordetella. 
ref|NR_025358.1 
ce 1963237 196474 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref |NR_025353.1 
1970584 197204 
deriales; 


ref|NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025284.1 


; Thauera. 
ref|NR_025283.1 


; Thauera. 
ref |NR_025280.1 
26 2074709 Castel 
ref |NR_025242.1 


ceae; Ralstonia. 
ref |NR_025138.1 


ceae; Cupriavidu 
ref |NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025097.1 


Brachybacterium 


1759669 1761073 Brachybacterium 
Micrococcineae; 


Dermabacteraceae; 


Brachybacterium 


1762645 1764116 Brachybacterium 
Actinomycetales; Micrococcineae; 


Blastococcus 


1788037 1789519 Blastococcus 
Frankineae; Geodermatophilaceae; 


61 gi|219878311|ref|NR_025450.1| Sterolibacterium 
complete sequence 1835368 1836898 Sterolibacterium 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
61 gi| 219878282 |ref|NR_025421.1| Limnobacter 
1878060 1879547 Limnobacter 
Burkholderiales; Burkholderiaceae; Limnobacter. 
61 gi|219878265|ref|NR_025404.1| Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 


81 1899753 Brackiella oedipodis Bacteria; 


Ralstonia 
0 Ralstonia 


Burkholderiales; Burkholderiaceae; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Thiobacillus 
6 Thiobacillus 


genophilales; Hydrogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 


Herbaspirillum 
9 Herbaspirillum 


Oxalobacteraceae; 


Isochromatium buderi 
buderi Bacteria; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 


caligenaceae; Castellaniella. 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 
Cupriavidus 

vidus campinensis 
Cupriavidus. 
Pigmentiphaga kullae 
kullae Bacteria; 

a. 

Burkholderia sacchari 


2329695 2331217 Burkholderia sacchari Bacteria; 


13202 
strain LMG 16225 
Proteobacteria; 

13202 


Bacteria_16S 


B 


2385119 2385178 2 61 gi 


2386643 2386702 2 61 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 


etaproteobacteria; Burkholderiales; Burk 


holderia 
219857469 


caledonica strain 
caledonica Bacter 


13202 


Bacteria_16S 


Bacteria_16S 


LMG 19076 16S ribosomal RNA, 
ia; Proteobacteria; Betaproteobacteria 


2436842 2436901 2 


61 


gi 


partial sequence 


’ 


gi|219857430 


Burkhold 


strain DSM 1105 1 
Proteobacteria; B 
13202 
strain MF63 16S r 
Proteobacteria; B 
13202 
strain LMG 3413 1 
Proteobacteria; B 
13202 
asinigenitalis st 
asinigenitalis Ba 
13202 
strain CKB 16S ri 
Proteobacteria; B 
13202 
strain BS5-8 16S 
Proteobacteria; 
13202 
6a3 16S ribosomal 
Betaproteobacteri 
13202 
strain VB32 16S r 
Proteobacteria; B 
13202 
strain SWub3 16S 
Proteobacteria; 
13202 
chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 
13202 
kururiensis strai 
Bacteria; Proteob 
13202 
huttiense strain 
huttiense Bacteri 
Herbaspirillum. 
13202 
pneumoniae strain 
pneumoniae Bacter 
13202 
multiseptatus str 
multiseptatus Bac 
Geodermatophilace 
13202 
strain AX39 16S r 
Proteobacteria; B 
13202 
mechernichensis s 
mechernichensis B 
13202 
limneticum strain 
Bacteria; Proteob 
13202 
caribensis strain 
caribensis Bacter 
13202 
strain DSM 12081 
Proteobacteria; 
13202 
platensis strain 
Bacteria; Firmicu 


B 


B 


B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2500241 2500300 2 61 
ibosomal RNA, partial sequence 


gi 


2532137 2532196 2 61 gi 


6S ribosomal RNA, partial sequence 2436004 24374 
etaproteobacteria; Burkholderiales; Bu 
Bacteria_16S 


Oc 


rk 
219857382 
2499368 25008 
etaproteobacteria; Rhodocyclales; Rhod 
Bacteria_16S 219857356 
6S ribosomal RNA, partial sequence 2531266 25327 


holderia 


yclaceae 


Burkholderia fungorum 
fungorum Bacteria; 
ria. 

Burkholderia 
6 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
ceae; Cupriavidus. 

ref|NR_024970.1| Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 
; Azoarcus. 
ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 


ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholde 
NR_025057.1 
2385781 238725 


ref 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

2575910 2575969 2 61 gi|219857284|ref|NR_024915.1| Taylorella 
rain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 

2619051 2619110 2 61 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
bosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

2649600 2649659 2 61 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

2651103 2651162 2 61 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 

RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 


a; Rhodocyclales; Rhodocyclaceae; Azos 
2652634 2652693 2 61 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2654120 2654179 2 61 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2718517 2718576 2 61 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


gi 


2835877 2835936 2 61 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2868228 2868287 2 61 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


2982426 2982517 4 95 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3011253 3011348 1 96 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 

3059968 3060027 2 61 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3061509 3061568 2 61 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3074805 3074864 2 61 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3077863 3077922 2 61 gi 
MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
3113932 3113991 2 61 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3220014 3220105 4 95 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 


gi 


13202 


Bacteria_16S 


3221521 3221580 2 61 gi 


jose 


Oc 


oc 
al 
Ct 
en 
ri 
se 
B 
ue 


ac 


eq 
e; 


Oc 


eq 
te 


en 
al 


ue 


’ 


Oc 


Ss; 


219857223 

2651733 26532 
Rhod 
219857222 

2653267 26546 
Rhod 
219857176 


219856900 


219856879 


219846935 


219846916 


219846882 


3059104 30605 


219846881 


219846872 


219846870 


219846846 


219846774 


ra. 


yclaceae 


yclaceae 


sequenc 
eria; Bu 


ce 28349 
ales; Bu 


quence 
urkholde 


nce 


eae; Chl 


uence 
Actinom 


yclaceae 


uence 
ria; Rho 
ce 30739 
es; Rhod 


nce 
Burkhold 


31130 
yclaceae 


32191 
Thermod 


ref|NR_024851.1| Azoarcus indigens 
16 Azoarcus indigens Bacteria; 

; Azoarcus. 
ref|NR_024850.1| Azoarcus communis 
16 Azoarcus communis Bacteria; 

; Azoarcus. 
ref |NR_024804.1 
e 2717632 271910 
rkholderiales; O 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Herbaspirillum 
5 Herbaspirillum 
teraceae; 


ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref |NR_024698.1 

2867356 286884 
riales; Oxalobac 


ref|NR_026527.1 
2981577 298305 
amydophila. 
ref|NR_026508.1 
3010413 301189 
ycetales; Franki 


Chlamydophila 
5 Chlamydophila 


Modestobacter 
4 Modestobacter 
neae; 


ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 
; Thauera. 
ref |NR_026473.1 
3060645 306213 
docyclales; Rhod 
ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref |NR_026462.1 
3076975 307840 
eriales; Burkhol 
ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref |NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 


Thauera 

5 Thauera 

ocyclaceae; Thauera. 
Ferribacterium 
acterium limneticum 
ibacterium. 
Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 


219846773 


ref|NR_026365.1| Janthinobacterium 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 


13202 


agaricidamnosum s 
agaricidamnosum B 
Janthinobacterium. 


13202 


strain LMG 2207 1 


13202 


strain M17C 16S r 


13202 


strain NCTC 11636 


13202 


strain DSM 6984 1 


13202 


strain 106 16S ri 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


3223040 3223099 2 


3350401 3350460 2 


3377934 3378029 1 


3481839 3481933 1 


3522807 3522866 2 


3556611 3556670 2 


61 


train Wlr3 16S ribosomal RNA, partial 
Proteobacteria; 


61 


6S ribosomal RNA, partial sequence 3349528 33510 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


96 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


95 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


61 


6S ribosomal RNA, partial sequence 3521933 35234 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


61 


bosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 


13202 


strain 1066 16S r 


Bacteria_16S 


3615937 3616031 1 


96 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


13202 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; 


13202 


strain ROO1 16S r 


13202 


strain RB 16S rib 


13202 


strain 18323 16S 


13202 


parapertussis str 
parapertussis Bac 


13202 


bronchiseptica st 
bronchiseptica Ba 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


rain Dog 71 
cteria; 


3679727 3679786 2 


3770846 3770905 2 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


3781447 3781506 2 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 


3804043 3804102 2 


3805557 3805616 2 


Proteobacteria; 
3807071 3807130 2 


Proteobacteria; 
3846591 3846650 2 


61 


ain Mcl6 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


61 


61 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 


61 


ain 522 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


61 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


61 


Betaproteobacteria; 


219846772 
sequence 


gi 


gi|219846684 


gi| 219846664 
3377063 33785 


219846588 
34809 


gi 


gi|219846561 


gi| 219846538 
3555718 35572 
Rhodocyclaceae 
gi| 219846495 
3615060 36165 
Corynebacterin 
gi|219846451 


gi| 219846384 
3769978 37714 


gi|219846376 
3780594 37820 


Rickettsiales; 


ref|NR_026364.1| Janthinobacterium 
3222170 3223638 Janthinobacterium 


Burkholderiales; Oxalobacteraceae; 


ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 
Paucimonas. 
ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 
Dermacoccaceae; Kytococcus. 
ref|NR_026180.1| Actinomyces howellii 
66 3482380 Actinomyces howellii Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026153.1| Thauera aromatica 

32 Thauera aromatica Bacteria; 

; Thauera. 
ref|NR_026130.1| Zoogloea ramigera 
47 Zoogloea ramigera Bacteria; 

; Zoogloea. 
ref|NR_026087.1| Mycobacterium gadium 
15 Mycobacterium gadium Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_026042.1| Rickettsia 

3678896 3680323 Rickettsia 
Rickettsiaceae; Rickettsieae; 


ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
ceae; Ralstonia. 
ref|NR_025967.1| Rickettsia honei 
84 Rickettsia honei Bacteria; 


e; Rickettsieae; Rickettsia; spotted 


gi|219846360|ref|NR_025951.1| Bordetella pertussis 
3803146 3804609 Bordetella pertussis Bacteria; 

ae; Bordetella. 
gi|219846359|ref|NR_025950.1| Bordetella 


Burkh 
gi| 219846358 
Burk 


gi| 219846331 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 
13202 
strain ATCC VR-61 
Bacteria; Proteob 
spotted fever gro 
13202 
strain Mtul 16S r 


fever group. 
13202 
strain Td-21 16S 

Proteobacteria; B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


in 3-7-6 16S ribosomal RNA, complete seq 
eria; Proteobacteria; Alphaproteobacteri 
ed fever group. 
3848081 3848140 2 61 gi 
1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rickettsia 
up. 


3849571 3849630 2 61 
ibosomal RNA, partial sequence 


gi 


3855653 3855712 2 61 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 


gi 


uence 
a; Ricke 


219846330 


38472 
les; Ric 


219846329 
3848728 38501 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricke 


ttsiacea 


219846325 
3854781 38562 


yclaceae 


13202 


Bacteria_16S 


strain N 155 16S 
Proteobacteria; B 


3889466 3889525 2 


ribosomal RNA, partial sequence 


61 


gi| 219846302 
3888563 38900 


etaproteobacteria; Neisseriales; Neisser 


iaceae; 


13202 


Bacteria_16S 


strain OCh 254 16S ribosomal RNA, partial sequence 


3900187 3900245 2 


61 


gi|219846295 
3899350 39007 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


13202 


strain 2761 


13202 


strain IAM 12670 


Bacteria_16S 
16S 


Bacteria_16S 


3964709 3964768 2 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


3973556 3973615 2 


61 


61 


16S ribosomal RNA, partial sequence 3972687 39741 


gi|219846249 
3963836 39652 


gi|219846243 


3804660 3806123 Bordetella 
olderiales; Alcaligenaceae; Bordetella. 
ref|NR_025949.1| Bordetella 

3806174 3807637 Bordetella 
holderiales; Alcaligenaceae; Bordetella. 
ref|NR_025921.1| Rickettsia 

3845748 3847187 Rickettsia 
ttsiales; Rickettsiaceae; Rickettsieae; 


ref|NR_025920.1| Rickettsia montanensis 
38 3848677 Rickettsia montanensis 
kettsiaceae; Rickettsieae; Rickettsia; 


ref|NR_025919.1| Rickettsia massiliae 
67 Rickettsia massiliae Bacteria; 
e; Rickettsieae; Rickettsia; spotted 


ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 
; Azoarcus. 
ref|NR_025892.1| Neisseria flavescens 
48 Neisseria flavescens Bacteria; 
Neisseria. 
ref|NR_025885.1| Roseibium denhamense 
43 Roseibium denhamense Bacteria; 
aceae; Roseibium. 
ref|NR_025839.1| Rhodocyclus tenuis 
95 Rhodocyclus tenuis Bacteria; 
; Rhodocyclus. 
ref |NR_025833.1| Duganella zoogloeoides 
37 Duganella zoogloeoides Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
13202 Bacteria_16S 3979227 3979284 4 61 gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 
strain NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 


Bacteroidetes; 


Sphingobacteria; 


Sphingobacteriales; 


Flexibacterac 


eae; Cytophaga. 


13202 


violaceinigra str 
violaceinigra Bac 


13202 


Bacteria_16S 


Bacteria_16S 


teria; 


4060342 4060401 2 


Proteobacteria; 
4176209 4176268 2 


61 


61 


gi 


ain YIM 31327 16S ribosomal RNA, parti 
Betaproteobacte 


gi 


strain LMG 5911 1 
Proteobacteria; 
13202 
insolitus strain 
insolitus Bacteri 


B 


4177694 4177753 2 61 gi 


a; Proteobacteria; Betaproteobacteria; 


13202 


Bacteria_16S 


4194536 4194595 2 


61 


gi 


strain LMG 5906 1 
Proteobacteria; B 
13202 
brennaborense str 
brennaborense Bac 
13202 
strain F 16S ribo 
Clostridia; Clost 
13202 
strain 01008 16S 
Tenericutes; Moll 
13202 
strain ATCC 23391 
Tenericutes; Moll 
13202 
subtile strain F3 
Bacteria; Actinob 
13202 
saeculare strain 
Bacteria; Actinob 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


etaproteobacteria; Burkholderiales; Al 
35689 35778 4 94 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; S 
83967 84057 4 94 gi 
somal RNA, partial sequence 83062 
ridiales; 
286722 286780 4 61 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
288206 288260 4 58 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
335629 335723 1 95 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
338760 338854 1 95 gi 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 


gi 


84529 
Ruminococcaceae; Anaerofilum. 


13202 


Bacteria_16S 


803752 803806 4 


58 


gi 


strain PG14 16S r 
Tenericutes; Moll 
13202 
VKM Ac-1401 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
CMS 81 16S ribosomal RNA, 


13202 


Actinobacteridae; 
13202 
CMS 76r 16S ribos 
Actinobacteridae; 
13202 
thermacidophilum 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
911680 911762 1 83 gi 
ibosomal RNA, partial sequence 


1137347 1137429 1 

complete sequence 
Actinomycetales; Micrococcineae; Micr 
1138898 1138980 1 83 gi 


83 gi 


Actinomycetales; Micrococcineae; Micr 
1330893 1330987 1 95 gi 
subsp. porcinum strain P3-14 16S ribos 


219846180 
al 
ria; 

219846096 


6S ribosomal RNA, partial sequence 4175338 41767 
etaproteobacteria; Burkholderiales; Al 
Bacteria_16S 
LMG 6003 16S ribosomal RNA, partial se 


ca 
219846095 
quence 
B 
219846079 


6S ribosomal RNA, partial sequence 4193672 41950 
caligenace 


265679040 
equence 


265679007 


265678869 


285875 28729 


265678868 
28734 


265678834 

33475 
riales; 
265678832 
nce 33788 
riales; 
265678510 


802889 80433 


265678437 


910794 91228 
ococcineae 


253680765 


1136447 1137959 Leifs 


obacteriac 
253680764 


omal RNA, complete sequence 1138010 1139535 Leifs 


obacteriac 
219846082 
omal RNA, 


sequenc 
Burkh 


ligenace 


urkholde 


ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025669.1 


pirochaeta 


Anaer 


Bi 


Bi 


ae; 
ref 


ceae 
ref 


ofil 


ref 


ref 


ref 


fido 
ref 


fido 


Kerstersia. 


36333 
Treponema 


, 


bacteriacea 


bacteriacea 


NR_029348.1 
34837 


NR_029315.1 
um agile Ba 


NR_029175.1 
0 Mycoplasma testudinis Bacteria; 


NR_029174.1 
1 288773 Mycop 


NR_029139.1 
5 336267 Bifido 
NR_029137.1 
6 339399 Bifido 


Cc 


1 


e 


e 


ref|NR_028813.1 


ref |NR_028739.1 


> Mi 
ref 
onia 
eae; 
ref 
onia 
eae; 
ref 
comp 


crobacteriac 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_025672.1 
lete sequenc 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Achromobacter spanius 
spanius Bacteria; 
ae 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Treponema 
Treponema 


Anaerofilum agile 
teria; Firmicutes; 


Mycoplasma testudinis 


Mycoplasma felis 
asma felis Bacteria; 


Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Bifidobacterium 
bacterium saeculare 
Bifidobacterium. 
Mycoplasma canis 


v 


, 


3 Mycoplasma canis Bacteria; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 
13202 


Bacteria_16S 


Bifidobacterium. 
61 gi 


Bifidobacteriaceae; 
1503523 1503584 2 


, 


219846475 


strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


13202 
strain KMM 231 16 
Proteobacteria; G 
13202 
fresconis strain 

fresconis Bacteri 
Brachybacterium. 

13202 
scardovii strain 

scardovii Bacteri 
Bifidobacterium. 

13202 
norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 
13202 
macestii strain M 
Bacteria; Proteob 
13202 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 
13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1546029 1546086 2 59 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1761980 1762074 1 95 gi 
LMG 20336 16S ribosomal RNA, partial s 


gi 


1833313 1833407 1 95 gi 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; B 
1894473 1894551 4 82 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


1977669 1977747 4 82 gi 
-9 16S ribosomal RNA, partial sequence 


2058824 2058917 1 94 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2155964 2156058 1 


v 


95 gi 


a; Actinobacteria; Actinobacteridae; Act 


acteria; Deltaproteobacteria; Desulfov 
Bacteria_16S 


biaceae; 
219857261 


1545151 15466 


diomarinac 
219878364 
equence 
inomycet 


219878313 
sequence 
ifidobacte 


219878268 
equence 
a; Desulfo 


219878210 
19767 
ibrionales 
219878152 
sequence 
ridae; Act 


R 


ref |NR_026067.1 


hizo 
ref 


bium/Agrobac 
NR_024892.1 


eae; Idiomarina 
ref|NR_025503.1 
1761124 176259 
ales; Micrococci 


, 


NR_025452.1 
1832458 183383 
riales; Bifidoba 


NR_025407.1 
1893578 189509 
vibrionales; s 


ref|NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref|NR_025291.1 

2057971 205946 
inomycetales; St 


219857631 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Streptomyces 

9 Streptomyces 
reptomycineae; 


ref 
2 


NR_025220.1 
155131 215660 


Rubrobacter 
6 Rubrobacter 


taiwanensis Bacteria; Actinobacteria; 


Rubrobacteraceae; 
13202 
strain 128 16S ri 
Tenericutes; Moll 
13202 


Tenericutes; Moll 
13202 


Bacteria_16S 


Bacteria_16S 
strain MX9 16S ri 


Rubrobacteridae; 
Rubrobacter. 

2198547 2198601 4 58 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2200046 2200100 4 58 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


Rubrobacterales; 


219857600 


2197691 21991 


219857599 


2199190 22006 


lagogenitalium st 
lagogenitalium Ba 


13202 


strain 486 16S ri 
Tenericutes; Moll 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2206076 2206130 4 


2203720 22051 


58 gi| 219857595 


ref|NR_025188.1 


ref|NR_025187.1 


ref |NR_025183.1 


gallopavonis stra 
Bacteria; Teneric 
13202 
strain 462/2 16S 
Tenericutes; Moll 
13202 
strain H831 16S r 
Tenericutes; Moll 
13202 
strain CH 16S rib 
Tenericutes; Moll 
13202 
strain MMP-4 16S 
Tenericutes; Moll 
13202 
strain RG-2C 16S 
Tenericutes; Moll 
13202 
strain BbT2g 16S 
Tenericutes; Moll 
13202 
strain 1340 16S r 
Tenericutes; Moll 
13202 
strain E42 16S ri 
Tenericutes; Moll 
13202 
equigenitalium st 
equigenitalium Ba 
13202 
strain IL371 16S 
Tenericutes; Moll 
13202 
strain B1/Tl 16S 
Tenericutes; Moll 
13202 
strain Al-3 16S r 
Actinobacteria; A 
13202 
strain IFO 16238 
Actinobacteria; A 
13202 
strain lacT 16S r 
Proteobacteria; D 
13202 
hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 
13202 
vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 

13202 
tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 2837959 28394 
oc 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2207589 2207643 4 58 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2209104 2209158 4 58 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2210618 2210672 4 58 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212131 2212185 4 58 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213631 2213685 4 58 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215129 2215183 4 58 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216629 2216683 4 58 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2365481 2365535 4 58 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2366991 2367045 4 58 gi 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483679 2483733 4 58 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ctinobacteridae; Actinomycetales; Micr 
3043209 3043286 4 82 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3244326 3244404 4 82 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
rio. 

3313919 3313997 4 82 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


3355010 3355104 1 95 
rain CNRZ 926 16S ribosomal RNA, 


gi 
compl 


13202 


Bacteria_16S 


ct 


eq 
rd. 


et 


en 
coplasma. 
219857594 


2206719 22081 


219857593 


2208244 22096 


219857592 


2209746 22112 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857588 


2215772 22172 


219857483 


2364627 23660 


219857482 


rain T37 16S ribosomal RNA, partial sequence 2366137 236759 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2389727 2389785 4 61 gi| 219857467 |ref|NR_025055.1 


2388858 23902 


219857394 


2482825 24842 


2748409 2748503 1 95 gi|219857155|ref|NR_024783.1 
ibosomal RNA, partial sequence 2747544 2748884 Arthrobacter 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 

2838836 2838930 1 95 gi| 219856898 |ref|NR_024717.1 


219846894 


3042319 30437 
Desulfov 


, 


219846758 
1 
eria; 


219846711 
uence 
a; 


219846680 


cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Brachybacterium. 
3359697 3359791 1 95 gi|219846677|ref|NR_026269.1 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 


ce 22052 


sequence 
De 


Desul 


e sequen 


20 2206668 Mycopl 


ref |NR_025182.1 


ref|NR_025181.1 
ref|NR_025180.1 
ref|NR_025179.1 
ref 


NR_025178.1 


ref|NR_025177.1 


ref|NR_025176.1 


ref|NR_025071.1 


ref|NR_025070.1 


ref|NR_024982.1 


; Microbacteriac 
ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref|NR_026350.1 

3243444 324494 
sulfovibrionales 


ref |NR_026303.1 
3313036 331453 
fovibrionales; D 


ref|NR_026272.1 
ce 3354134 335564 


Rubrobacterineae; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


2203064 2203118 4 58 gi|219857597|ref|NR_025185.1| Mycoplasma 
rain 12MS 16S ribosomal RNA, partial sequence 2202199 2203669 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2204577 2204631 4 58 gi|219857596|ref|NR_025184.1| Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Arthrobacter russicus 


russicus Bacteria; 
e: 


Arthrobacter. 
Agromyces bracchium 


’ 


69 Agromyces bracchium Bacteria; 
occineae; 


eae; Agromyces. 
Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 
Desulfonatronovibrio 

6 Desulfonatronovibrio 
Desulfohalobiaceae; 


, 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Brachybacterium 
5 Brachybacterium 
coccineae; 


3358821 336033 


Brachybacterium 
2 Brachybacterium 


alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 


13202 


strain ATCC 33530 
Bacteria; 


13202 


strain CKK 16S ri 
Tenericutes; Moll 


13202 


ovipneumoniae str 
ovipneumoniae Bac 


13202 


strain M165/69 16 
Tenericutes; Moll 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, 


3519742 3519800 4 


3715783 3715837 4 


3751288 3751342 4 


3754328 3754382 4 


3755843 3755897 4 


61 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


58 


complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


58 


58 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


58 


strain PG43 16S ribosomal RNA, partial sequence 


13202 


Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycoplasmataceae; Mycoplasma. 


13202 


acrylicus strain 
Bacteria; 


13202 


strain UC/MF 16S 
Tenericutes; Moll 


13202 


leonicaptivi stra 
Bacteria; 


13202 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


13202 


strain DD 16S rib 
Tenericutes; Moll 


13202 


strain 4229 16S r 
Tenericutes; Moll 


13202 


strain BV1 16S ri 
Tenericutes; Moll 


13202 


strain B 5329 16S 


13202 


strain 136 16S ri 


13202 


strain CE40 16S r 


13202 


strain ES2772 16S 
Bacteroidetes; Bacteroidia; 


13202 


collagenovorans s 
collagenovorans B 


13202 


strain SEBR 7054 
Thermotogae; 


13202 
subsp. 


13202 


strain EUH N 1304 
Bacteroidetes; Bacteroidia; 


13202 


strain ATCC 33779 
Bacteroidetes; Bacteroidia; 


13202 


strain WPH 179 16S ribosomal RNA, partial sequence 


Bacteroidetes; Bacteroidales; 


rifamycini 
cremea subsp. 
Streptosporangine 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


Thermotogales; 


Bacteroidia; 


3757349 3757407 4 


3766420 3766498 4 


3779983 3780037 4 


3784483 3784537 4 


3840501 3840595 2 


3858642 3858696 4 


3860130 3860188 4 


3884793 3884847 4 


49235 


49328 1 


120665 120758 1 


123753 123846 1 


129739 129796 4 


187666 187699 2 


Firmicutes; 


247585 247678 4 


268547 268639 1 


324774 324831 4 


326304 326361 4 


327828 327885 4 


Bacteroidales; 


61 


3756485 3757942 Mycoplasma alvi Bacteria; 


82 


W218 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


58 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


58 


96 


B15 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


58 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


61 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


58 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


94 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


94 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


94 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Bacteroidales; 


61 gi| 265678976 

128870 13034 
Prevotellaceae; 

35 gi| 265678938 


Clostridia; 


Acti 


Micr 


Micr 


gi| 219846563 


gi| 219846426 


3714904 37163 


gi| 219846398 


ain Y-98 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi| 219846396 


3753459 37549 


gi| 219846395 


3754983 37564 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi| 219846394 


gi|219846387 


gi| 219846377 


3779118 37805 


gi| 219846374 


gi| 219846335 


gi| 219846323 


3857775 38592 


gi| 219846322 


3859256 38606 


gi| 219846306 


3883911 38853 


gi| 265679031 
48372 


gi| 265678982 


Frankineae; 


49856 
nomycineae; Actinomycetace 


ref|NR_026155.1 


ref |NR_026017.1 


ref|NR_025989.1 


ref|NR_025987.1 


ref|NR_025986.1 


ref|NR_025985.1 


ref|NR_025978.1 


ref|NR_025968.1 


ref|NR_025965.1 


ref|NR_025925.1 


ref |NR_025913.1 


ref |NR_025912.1 


ref|NR_025896.1 


ref |NR_029339.1 
Actinobaculum 


ref|NR_029290.1 


Mycoplasma genitalium 


3518849 3520338 Mycoplasma genitalium 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Mycoplasma 


3750418 3751892 Mycoplasma 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma alvi strain 
Tenericutes; 


Desulfovibrio 


3765567 3766920 Desulfovibrio acrylicus 


Desulfovibrio. 
Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 


in 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycoplasma leonicaptivi 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Blastococcus 


3839632 3841072 Blastococcus aggregatus 
Geodermatophilaceae; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 
Cellulomonas uda 


119823 121322 Cellulomonas uda Bacteria; 


gi| 265678980 


ococcineae; Cellulomonadac 


ref|NR_029288.1 


eae; Cellulomonas. 
Cellulomonas hominis 


122905 124298 Cellulomonas hominis Bacteria; 


train SG 16S ribosomal RNA, partial sequence 
Clostridiales; 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogaceae; 


96 gi| 265678897 
Thermotoga. 
94 gi| 265678881 


strain INA 1349 16S ribosomal RNA, pa 
rifamycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 


61 


-72B 16S ribosomal RNA, partial sequence 
Prevotellaceae; 


61 


16S ribosomal RNA, partial sequence 


Bacteroidales; Prevotellaceae; 


61 


Prevotellaceae; 


gi| 265678844 


gi| 265678843 


gi|265678842 


ococcineae; Cellulomonadac 


rtial sequence 267723 
nobacteridae; 


323869 325347 Prevot 
Prevotella. 


32539 
Prevotella. 


ref|NR_029284.1 


ref |NR_029246.1 

186799 188298 
Clostridiaceae; 
ref |NR_029205.1 
ref|NR_029187.1 
Actinomyceta 
ref|NR_029149.1 


ref |NR_029148.1 
8 326875 Prevot 


eae; Cellulomonas. 
Prevotella dentalis 


1 Prevotella dentalis Bacteria; 
Prevotella. 


Clostridium 
Clostridium 
Clostridium. 
Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Actinomadura cremea 
269132 Actinomadura 
les; 


Prevotella disiens 
ella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


ref|NR_029147.1 


Prevotella oulorum 


326926 328435 Prevotella oulorum Bacteria; 


Prevotella. 


13202 
xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 
13202 
daecheongense str 
daecheongense Bac 
Chryseobacterium. 
13202 Bacteria_16S 
strain R9242 16S 


Bacteria_16S 


v 
Bacteria_16S 


13202 Bacteria_16S 
defluvii strain B 
Bacteria; Bactero 
13202 Bacteria_16S 


strain B14 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; Ba 
13202 Bacteria_16S 
strain LAl 16S ri 
Bacteroidetes; Fl 
13202 Bacteria_16S 
strain Chj707 16S 
Bacteroidetes; Fl 
13202 Bacteria_16S 
catellatispora st 
catellatispora Ba 
Thermomonosporaceae; 
13202 Bacteria_16S 
strain II-2 16S r 
Bacteroidetes; Sp 
13202 Bacteria_16S 
strain D2-18 16S 
Firmicutes; Clost 
13202 Bacteria_16S 
DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 
13202 Bacteria_16S 


AT1047 16S ribosomal RNA, partial sequence 
avobacteriales; 


Flavobacteria; Fl 
13202 Bacteria_16S 
strain AT1013 16S 
Bacteroidetes; Fl 
13202 Bacteria_16S 
ATCC 43183 16S ri 
Bacteria; Bactero 
13202 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
13202 Bacteria_16S 
strain CCUG 43457 
Bacteroidetes; 
13202 Bacteria_16S 


joostei strain LMG 18212 16S ribosomal RNA, partial seque 
Bacteroidetes; 


joostei Bacteria; 
13202 Bacteria_16S 
scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 
13202 Bacteria_16S 
nitrativorans str 
nitrativorans Bac 
13202 Bacteria_16S 
strain CCUG 35957 


13202 Bacteria_16S 
strain M384 16S r 
Bacteroidetes; Ba 
13202 Bacteria_16S 


cteroidia; 


avobacteria; 


avobacteria; 


acteria; 


avobacteria; 


bosomal RNA, partial 
idetes; 


Bacteroidia; 


teria; 


cteroidia; 


397456 397549 1 


in XIL11 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 
Cellulomonas. 


566263 566320 4 
Bacteroidetes; 


569263 569356 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


622096 622153 4 


Flavobacteria; 
729696 729753 4 


744860 744909 4 


bosomal RNA, partial sequence 
Flavobacteriales; 


800646 800703 4 


ribosomal RNA, partial sequence 
Flavobacteriales; 


890131 890224 1 


Actinomadura. 
979488 979545 4 


ibosomal RNA, partial sequence 
hingobacteria; 


1104030 1104063 2 


ribosomal RNA, partial sequence 
ridia; 


Clostridiales; 
1208580 1208673 3 


osomal RNA, partial sequence 
Coriobacteridae; 


1273375 1273432 4 


1274797 1274854 4 


ribosomal RNA, partial sequence 
Flavobacteriales; 


1295882 1295939 4 
s 
Bacteroidia; 
1505070 1505151 2 


Firmicutes; 
1785994 1786051 4 
1919951 1920008 4 


Flavob 
1921459 1921516 4 


Bacteroidetes; F 
1936666 1936699 2 
Proteobacteria; 


2035613 2035706 1 


2046522 2046579 4 


ibosomal RNA, partial sequence 
Bacteroidales; 


2257681 2257774 1 


Bacteroidales; 


ain CPW406 16S ribosomal RNA, partial 
teria; 


2 16S ribosomal RNA, partial sequence 
idetes; 


94 gi|265678790|ref|NR_029095.1| Cellulomonas 
complete sequence 396579 398094 Cellulomonas 
; Actinomycetales; Micrococcineae; 
61 gi|265678675|ref|NR_028980.1| Chryseobacterium 
sequence 565378 566823 Chryseobacterium 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
94 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
568394 569881 Actinobaculum urinale Bacteria; 
nomycineae; Actinomycetaceae; Actinobaculum. 
61 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
621229 622643 Chryseobacterium defluvii 
Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
61 gi|265678562|ref|NR_028866.1| Prevotella bryantii 


53 gi 


61 gi 


94 gi 


rain 3.24 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 


Prevotellace 


Flavoba 


Flavoba 


728785 73027 
Prevot 


ae; 
265678550 


744001 74541 
cteriaceae 


265678512 


799765 80123 
cteriaceae 


265678451 
equence 


Clostridiales Family XIII. 


95 gi 


12 


61 gi 


61 gi 


61 
equence 


gi 


83 gi 


164-47 16S ribosomal RNA, partial seque 
Clostridia; 


61 gi 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


61 gi 
acteria; 


61 gi 


in LMG 13028 16S ribosomal RNA, partia 
eria; 


lavobacteria; 


35 gi 


ain 23310 16S ribosomal RNA, partial s 
Betaproteobacte 


94 gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


61 gi 


94 gi 


Coriobacteri 


Sej 


Flavoba 


Ba 


Clostridia 


Porphyromonadaceae; 


Flavoba 


FL 


228715352 
07714 12091 
ales; 


219846220 


1272544 1273908 Sejon 
Flavobacteriaceae; 


ongia. 
219846219 


1273959 12753 
cteriaceae 


224581415 


1295007 12963 
cteroidace 


219846440 
nce 

les; Eubac 
219878345 
17851 


219878248 
nce 

cteriales; 
219878247 
1 sequence 
avobacteri 


219878237 
equence 

ria; Burkh 
219878171 
20347 
ococcineae 
219878161 


2045623 20471 
Prevotellace 


ae; Prevot 
219857561 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


Cori 


Dy 


ella. 
ref|NR_028854.1 
8 Psychroflexus 
; Psychroflexus. 
ref|NR_028815.1 
; Kaistella. 
ref |NR_028753.1 
889276 890727 


ae; Actinomycetales; Strep 
61 gi| 265678391 |ref|NR_028693.1 
978631 98004 
Sphingobacteriales; Saprospiraceae; Lewinella. 
35 gi|265678306|ref|NR_028608.1 
1103152 1104621 Mogibacterium 


ertae Sedis; 


NR_027524.1 


Inc 
ref 
obacterineae; Co 
ref 


gia 


NR_025810.1 
jeonii Bacte 


ref|NR_025809.1 


; Sejongia. 
ref|NR_027196.1 
48 Bacteroides 
ae; Bacteroides 
ref|NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref |NR_025484.1 
30 1786580 Dysgon 
sgonomonas. 
ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 

1920604 192206 
ales; Flavobacte 


’ 


ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025310.1 
53 2036233 Rothia 
; Micrococcaceae 
ref|NR_025300.1 


ella. 
ref|NR_025149.1 


0 Prevotella bryantii Bacteria; 


Psychroflexus tropicus 
tropicus Bacteria; 


Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Actinomadura 
Actinomadura 
tosporangineae; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Bacteroides stercoris 


stercoris ATCC 43183 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Dysgonomonas mossii 
omonas mossii Bacteria; 


Chryseobacterium 

3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 
riaceae; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 

Prevotella albensis 


, 


17 Prevotella albensis Bacteria; 


2256827 225829 
Streptom 


Streptomyces 
4 Streptomyces 
ycineae; 


13202 


denitrificans str 
denitrificans Bac 


13202 


strain Loup-1 16S 
Bacteroidetes; 


13202 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 


13202 


strain 3CB-1 16S 


13202 


strain O 16S ribo 


13202 


strain I 16S ribo 


13202 


strain EPSA11 16S 
Bacteroidetes; 


13202 


strain EHS11 16S 
Bacteroidetes; 


13202 


glycogenica strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


2353178 2353211 2 


Proteobacteria; 
2394294 2394351 4 


Bacteroidales; 
2456660 2456752 2 


2498702 2498735 2 


2577440 2577533 1 


2578869 2578962 1 


2700505 2700562 4 


Bacteroidales; 
2702045 2702102 4 


Bacteroidales; 
2898887 2898980 1 


Bacteria; Actinob 
Micropruina. 
13202 
strain 1145589 16 
Bacteroidetes; Ba 


Bacteria_16S 


3015945 3016002 4 


cteroidia; Bacteroidales; 


13202 


strain 10371 16S 
Bacteroidetes; 


13202 


strain ATCC 51270 
Bacteria; 


13202 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


13202 


strain VPB 4875 1 
Bacteroidetes; 


13202 


cangingivalis str 
cangingivalis Bac 


13202 


strain B422 16S r 
Bacteroidetes; 


13202 


nucleatum subsp. 
nucleatum subsp. 


13202 


verrucosospora st 
verrucosospora Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Thermomonosporaceae; 


13202 


rugatobispora str 
rugatobispora Bac 


Bacteria_16S 


Thermomonosporaceae; 


13202 


luteofluorescens strain 04745 16S ribosomal RNA, partial 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteroidetes; 


3145491 3145548 4 


Bacteroidales; 
3409807 3409864 4 


Bacteroidia; 
3415808 3415901 1 


3547383 3547440 4 


Bacteroidales; 
3548915 3548972 4 


Bacteroidetes; 
3573225 3573282 4 


Bacteroidales; 
3621627 3621716 4 


3724863 3724955 1 


Actinomadura. 
3726324 3726416 1 


Actinomadura. 
3729231 3729323 1 


Thermomonosporaceae; Actinomadura. 


13202 


libanotica strain IFO 14095 16S ribosomal RNA, partial 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


3730686 3730778 1 


Thermomonosporaceae; Actinocorallia. 


13202 


Bacteria_16S 


3732143 37322351 


35 


ain 123 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


61 


ribosomal RNA, partial sequence 


Bacteroidia; Porphyromonadaceae; 


95 


35 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


94 


94 


61 


ribosomal RNA, partial sequence 


Bacteroidia; Prevotellaceae; 


61 


ribosomal RNA, partial sequence 


Bacteroidia; Prevotellaceae; 


94 


n Lg2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


61 


S ribosomal RNA, partial sequence 
Porphyromonadaceae; 


61 


ribosomal RNA, partial sequence 


Bacteroidia; Prevotellaceae; 


61 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


94 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


61 


6S ribosomal RNA, partial sequence 3546505 35479 
Bacteroidia; 


ain VPB 4874 16S ribosomal RNA, partial 
teria; 


ibosomal RNA, partial sequence 
Bacteroidia; 


fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; 
rain A-184 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


Porphyromonadaceae; Po 
61 gi| 219846544 

sequence 

Bacteroidia; Bacteroidales 
61 gi|219846527 

3572354 35738 

Prevotellaceae; Prevot 
94 gi|219846491 
partial 

Fusobacteriale 

94 gi| 219846418 
sequence 

Actino: 

94 gi|219846417 


ain IFO 14382 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


94 


94 


94 


gi| 219857492 


gi| 219857464 


2393419 2394884 Porphyromonas 
Porphyromonas. 


gi|219857413 


ica strain 34mel 16S ribosomal RNA, partial sequence 
- pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 


gi|219857384 
2497830 24993 


gi|219857283 


gi| 219857282 


somal RNA, partial sequence 2577991 2579369 Cellulomonas persica 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219857188 
2699606 27010 


gi| 219857187 
2701149 27026 


219856857 
28980 


gi 


gi| 219846913 
3015068 30165 


gi|219846825 
3144616 31460 
Prevot 
219846638 
34089 
Porphyromona 
gi| 219846634 
34149 
Micr 


gi 


gi|219846545 


sequenc 


219846415 
sequence 
Acti 


gi 


219846414 
sequence 
Actinomyce 


gi 


Burkholderiales; 


Gammaproteobacteria; 


ref|NR_025080.1 


ref|NR_025052.1 


ref |NR_025001.1 


245578 


ref |NR_024972.1 


Thauera. 


ref|NR_024914.1 


ref |NR_024913.1 


ref |NR_024816.1 


ref|NR_024815.1 


ref |NR_024676.1 


Cellulomonadaceae; 


Cellulomonadaceae; 


Comamonas 


2352316 2353757 Comamonas 
Comamonadaceae; 


Comamonas. 
Porphyromonas gulae 
gulae Bacteria; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Cellulomonas iranensis 


somal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Cellulomonas. 
Cellulomonas persica 
Bacteria; 
Cellulomonas. 
Prevotella salivae 


98 Prevotella salivae Bacteria; 
Prevotella. 


Prevotella shahii 


38 Prevotella shahii Bacteria; 
Prevotella. 


Micropruina 


36 2899473 Micropruina glycogenica 


Propionibacterineae; 


Dysgonomonas. 


Nocardioidaceae; 


ref|NR_026505.1| Dysgonomonas gadei 
31 Dysgonomonas gadei Bacteria; 


Actinomycetales; 


ref |NR_026417.1 
ella. 
ref |NR_026230.1 


daceae; Porphyro 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref |NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref |NR_026136.1 

3548038 354952 
ref|NR_026119.1 
ella. 
ref|NR_026083.1 
sequence 362084 
s; Fusobacteriac 
ref|NR_026009.1 

3724040 372545 
mycetales; Strep 


ref|NR_026008.1 
e 3725501 372690 
Strept 


ref|NR_026006.1 
3728410 372981 
nomycetales; Str 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


gi|219846413 


; Porphyromonadaceae; 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


Porphyromonas catoniae 


32 3410401 Porphyromonas catoniae 


monas. 

Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
Porphyromonas. 
Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Actinomadura 

0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 
orangineae; 


ref|NR_026004.1 


Actinomadura coerulea 


strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


13202 


strain IFO 14745 


13202 


strain Q-1 16S ri 
Bacteroidetes; 


13202 


strain ATCC 29800 
Bacteroidetes; 


13202 


strain 7728-L6C 1 
Bacteroidetes; 


13202 


strain ATCC 29147 
Bacteroidetes; 


13202 


strain FR2 16S ri 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteroidia; 


Bacteroidia; 


Bacteroidia; 


Bacteroidia; 


3748225 3748318 1 


3863234 3863291 4 


bosomal RNA, partial sequence 
Bacteroidales; 


3864754 3864811 4 


3866272 3866329 4 


3867797 3867854 4 


3963202 3963259 4 


4122419 4122452 2 


Bacteroidales; 


94 


61 


61 


61 


61 


61 


bosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


35 


gi 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
38 


Rikenellaceae; 


gi 


16S ribosomal RNA, partial sequence 


Bacteroidales; Rikenellaceae; 


gi 


6S ribosomal RNA, partial sequence 3865370 38668 
Porphyromonadaceae; 


gi 


16S ribosomal RNA, partial sequence 


Bacteroidales; Porphyromonadaceae; 


gi. 


3962329 39637 


gi 


219846402 


Streptosporangineae; 


219846320 
62330 38638 


219846319 
38638 


219846318 


219846317 


38668 


219846250 


219846135 


Porphyromonas. 


succinatimandens 
succinatimandens 
Petrobacter. 

13202 Bacteria_ 
espejiana strain 
Bacteria; 
Pseudoalteromonas. 
13202 


strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; 


16S 128266 128345 2 82 gi 
261 16S ribosomal RNA, partial sequence 


sequence 
Betaproteobacteria; 


265678977 


12740 


Rhodocyclales; 


Bacteria_16S 


213919 213998 2 


82 


strain 40 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


13202 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


13202 


californicum stra 
californicum Bact 


13202 


strain 70-159 16S 
Tenericutes; Moll 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


australiensis strain Ben 117 16S ribosomal RNA, partial 
australiensis Bacteria; 


Quatrionicoccus. 
13202 


brasiliensis DSM 
Planctomyces. 
13202 


13202 


13202 


13202 


Acinetobacter. 
13202 


Bacteria_16S 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; 
Bacteria_16S 
strain 4N13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
Bacteria_16S 
strain 9A01 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
Bacteria_16S 
strain 4B02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
Bacteria_16S 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 
tjernbergiae Bacteria; 


Bacteria_16S 


218491 218567 4 


n Mu 290 16S ribosomal RNA, 
ria; Planctomycetes; Planctomycetacia; 


300386 300442 2 


301900 301948 13 


482063 482122 2 


Proteobacteria; 


694920 694996 4 


746270 746329 1 


747645 747704 1 


749020 749079 1 


750395 750454 1 
Proteobacteria; 


753145 753204 1 


80 


58 


61 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


61 


Betaproteobacteria; 


80 


61 


61 


61 


61 


61 


strain B2 16S ribosomal RNA, partial sequence 


13202 


Bacteria; 
13202 


Thermotogae; 
Bacteria_16S 


2790650 2790742 4 


Thermotogales; 
3420287 3420366 2 


96 


82 


gi 


213019 21448 
Oceanospirillales; 


gi 


complete sequence 


gi 


in ST-6 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; 


gi 


gi 


gi 


Planctomycetacia; 


gi 


745469 74679 


gi 


746844 74816 


gi 


748219 74954 


gi 


Gammaproteobacteria; 


gi 


752344 75366 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
Bacteria_16S 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


gi 


gi 


300996 30245 


Thermotoga. 


265678920 


Marinomon 
265678917 


Planctomy 


265678860 


265678859 


265678730 
sequence 
Rhodo 


265678586 


sequence 


265678549 


265678548 


265678547 


265678546 
Pseud 


265678544 


219857123 


219846631 


ref |NR_025993.1 


ref |NR_025910.1 


ref|NR_025909.1 


ref|NR_025908.1 
42 Porphyromonas 


ref|NR_025907.1 


ref|NR_025840.1 
Rhodoferax. 


ref|NR_025725.1 


ref |NR_029285.1 


Mycoplasma. 
ref|NR_029165.1 


ref|NR_029035.1 
481171 482647 
cyclales; 


ref|NR_028891.1 
694091 695537 


ref |NR_028853.1 
3 Acinetobacter 
ae; 
ref |NR_028852.1 
8 Acinetobacter 
ae; 
ref|NR_028851.1 
3 Acinetobacter 
ae; 
ref|NR_028850.1 

749594 750918 
omonadales; 


ref |NR_028848.1 
8 Acinetobacter 
ae; 


ref|NR_024751.1 


ref|NR_026223.1 


Planctomycetales; 


Streptosporangineae; Thermomonosporaceae; 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 
Rikenella. 


Alistipes putredinis 


52 3865319 Alistipes putredinis Bacteria; 
Alistipes. 


Porphyromonas macacae 
macacae Bacteria; 


Porphyromonas levii 


93 3868368 Porphyromonas levii Bacteria; 
Porphyromonas. 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Petrobacter 


4121524 4123052 Petrobacter 
Rhodocyclaceae; 


Pseudoalteromonas 


9 128819 Pseudoalteromonas espejiana 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


ref|NR_029228.1| Marinomonas vaga 

4 Marinomonas vaga Bacteria; 

as. 

ref|NR_029225.1] Planctomyces 
217606 219133 Planctomyces 

cetales; Planctomycetaceae; 

ref|NR_029166.1| Mycoplasma 
299496 300945 Mycoplasma 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Quatrionicoccus 
Quatrionicoccus 


Rhodocyclaceae; 


Planctomyces 
Planctomyces 
Planctomycetaceae; 


Acinetobacter tandoii 
tandoii Bacteria; 


Acinetobacter. 


Acinetobacter gerneri 
gerneri Bacteria; 


Acinetobacter. 


Acinetobacter bouvetii 
bouvetii Bacteria; 


Acinetobacter. 


Acinetobacter 
Acinetobacter 


Moraxellaceae; 


Acinetobacter baylyi 
baylyi Bacteria; 


Acinetobacter. 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Pseudoalteromonas 


rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


13202 


Bacteria_16S 


3423249 3423328 2 


82 


gi 


219846629 


ref|NR_026221.1| Pseudoalteromonas 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 


luteoviolacea Bacteria; 


Pseudoalteromonas. 


13202 


carrageenovora st 


13202 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudoalteromonas. 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


aceae; 


Proteobacteria; 


3424731 3424810 2 


3426209 3426288 2 


3427690 3427769 2 


Gammaproteobacteria; Alteromonadales; 


82 


82 


82 


gi 


gi 


gi 


atlantica strain 


atlantica Bacteria; Proteobacteria; Gammaproteobacteria 
Pseudoalteromonas. 


13202 Bacteria_ 


strain ATCC 43992 
Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


13202 Bacteria_ 


acetireducens strain DSM 10703 16S ribosomal RNA, parti 
acetireducens Bacteria; 


13202 Bacteria_ 


tainanensis strain S1 16S ribosomal RNA, 


Bacteria; 
13202 Bacteria_ 


strain U 5/41 16S 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


13202 Bacteria_ 


tunicata strain D2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
Bacteria_16S 
formicaceticum strain Al 16S ribosomal RNA, partial seq 
formicaceticum Bacteria; 
Bacteria_16S 
strain 22 16S ribosomal RNA, partial sequence 
Clostridia; 


Bacteria; 


13202 


13202 


Firmicutes; 


IAM 12927 16S ribosomal RNA, partial s 


16S 3429170 3429249 2 82 gi 


16S ribosomal RNA, partial sequence 


16S 3483302 3483382 2 82 gi 


Firmicutes; Clostridia; Clostridiales; Cl 

16S 4101107 4101167 1 61 gi| 219846152 
complete sequence 41002 

Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 


16S 4245830 4245909 2 82 


ribosomal RNA, partial sequence 


gi 


16S 9794 9852 2 61 gi 


155624 155655 4 35 gi 
Clostr 


gi 


Firmicutes; Clostridia; 
201468 201499 4 35 


Clostridiales; 


4244934 42463 


200572 20203 
Clostridiales Family XI. I 


219846628 


rain ATCC 12662 16S ribosomal RNA, partial sequence 
Pseudoalteromonas ca 
Pseudoalteromonad 


219846627 


219846626 
equence 


219846625 
34282 
hewanellac 
219846587 
al sequenc 


219722938 


Enterobac 
265679057 

8961 
nadales; P 


265678959 
uence 

idiales; C 
265678929 


Pseudoalteromonadaceae; 


Alteromonadales; 


; Alteromonadales; 


13202 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


13202 


taiwanensis strai 
Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria; 


249161 249220 2 


391371 391430 2 


Proteobacteria; 


61 


61 


gi 


strain Sgly2 16S ribosomal RNA, partial sequenc 
Betaproteobacteria; N 


gi 


n cf 16S ribosomal RNA, partial sequence 


13202 
serovar 3 str. 
serovar 3 str. 
13202 


Bacteria; 
13202 


ATCC 27815 Bacteria; 
Bacteria_16S 
lucentensis strai 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
Bacteria_16S 
ATCC 27815 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


1122328 1122383 4 58 gi 


1150955 1151014 2 61 gi 


1344721 1344816 1 96 gi 


obscurus DSM 43160 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Geodermatophilus. 


n QMT2 16S ribosomal RNA, partial sequence 11501 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 


13202 


Bacteria_16S 


hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; 
Bacteria_16S 

subterraneus strain C55 16S ribosomal RNA, partial sequence 26742 
Proteobacteria; Betaproteobacteria; Thiobacter. 


13202 


Bacteria; 


13202 


strain CreCitl 16 


13202 


thalassica strain 
thalassica Bacter 
Methylophaga. 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2230275 2230334 2 
Proteobacteria; 
2675101 2675160 2 


3053872 3053931 2 


3382557 3382651 1 


ATCC 33146 16S ribosomal RNA, 


3384096 3384190 1 


61 


Betaproteobacteria; 


61 


61 


S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 


95 gi|219846661 
complete sequence 
Thiotri 

95 gi| 219846660 


gi 


gi 


gi 


3052993 30544 


ia; Proteobacteria; Gammaproteobacteria; 


strain ATCC 35842 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


265678896 


265678794 
39048 
Bu 
228715451 
Myco 
253680756 


228721038 
13438 


219857579 


Neiss 
219857206 


219846886 


eriaceae; 


ref|NR_026220.1 


342386 


NR_026219.1 
3425334 342676 


NR_026218.1 
3426820 342824 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_025742.1 


eriaceae; 
ref|NR_024570.1 


teriaceae; 
ref|NR_029365.1 
10291 Pseudo 


ref |NR_029267.1 

154728 156242 
lostridiaceae; C 
ref |NR_029237.1 


ncertae Sedis; H 
ref|NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref |NR_027532.1 
1121455 112289 
plasmataceae; Ur 
ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_027601.1 
50 1345331 Geoder 
; Frankineae; Ge 


ref|NR_025167.1 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonas. 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 


2 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Clostridium 
2 Clostridium 
ostridium. 
Chitinibacter 


22 4101735 Chitinibacter tainanensis 
Chitinibacter. 


Escherichia coli 


83 Escherichia coli Bacteria; 
Escherichia. 


Pseudoalteromonas 
alteromonas tunicata 


seudoalteromonadaceae; 


Clostridium 

Clostridium 
lostridium. 

Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 


Shewanella benthica 
ella benthica Bacteria; 


Microvirgula 
Microvirgula 
sseriaceae; 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 
Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Geodermatophilus 


odermatophilaceae; 


matophilus obscurus DSM 


Laribacter 


2229404 2230862 Laribacter 
eriales; Neisseriaceae; Laribacter. 
ref |NR_024834.1| Thiobacter 

15 2675666 Thiobacter subterraneus 


ref |NR_026478.1 
Formivibrio. 
ref |NR_026253.1 

3381669 338315 
Pisciric 


ref|NR_026252.1 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 


3383208 3384695 Methylophaga marina Bacteria; 


13202 


apsheronum strain 
Bacteria; 


13202 


strain D6-1 16S r 
Tenericutes; Moll 


13202 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3699264 3699342 4 


3700751 3700806 4 


3907859 3907914 4 


82 


58 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


58 


gi 


1105 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


gi 
36 


gi 


strain FT2-B 16S 


ribosomal RNA, partial sequence 


219846437 


219846436 
99882 37013 


219846289 


3698359 3699831 Desulf 
Desulfomicrobi 


ref|NR_026028.1 


ref 


NR_026027.1 


ref|NR_025879.1 


Desulfomicrobium 


omicrobium apsheronum 
aceae; 


Desulfomicrobium. 
Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Ureaplasma felinum 


3906969 3908441 Ureaplasma felinum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


13202 


strain A417 16S r 
Tenericutes; Moll 


13202 


canigenitalium st 
canigenitalium Ba 


13202 


pratensis strain 
Bacteria; 


13202 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


13202 


alaskensis strain 
Bacteria; 


13202 


strain HO14 16S r 
Spirochaetes; 


13202 


strain DSB MGU 15 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3909383 3909438 4 


3910912 3910967 4 


4084725 4084784 2 


58 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


58 


61 


gi 
39 


gi 


rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


gi 


F31 16S ribosomal RNA, partial sequence 


219846288 
08492 39099 


219846287 
sequence 


219846163 
40838 


ref|NR_025878.1 


ref|NR_025877.1 
3910020 391149 


ref|NR_025753.1 
73 4085273 Methyl 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 


9 Ureaplasma 


Methylobacillus 


obacillus pratensis 


Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
Bacteria_16S 11222 11300 4 82 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
rain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


Spirochaetales; 


Proteobacteria; 


50791 50869 4 


All 16S ribosomal RNA, 


349274 349363 4 


Deltaproteobacteria; 


82 


complete sequence 


94 


gi 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
311092 311181 4 94 gi| 265678853 
ibosomal RNA, partial sequence 310195 31168 


Spirochaetaceae; Borrelia; 


gi 


-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


265679030 
49907 


Borrelia 
265678825 
34841 


Desulfovibrionales; 


ococcineae; 


ref |NR_029338.1 

51436 Desulf 
; Desulfovibrion 
ref|NR_029159.1 


burgdorferi gro 
ref |NR_029130.1 
2 349877 Agromy 
Microbacteriac 
ref|NR_029065.1 

441527 442954 


Desulfovibrionaceae; 


Desulfovibrio 


ovibrio alaskensis 
aceae; 


Desulfovibrio. 
Borrelia japonica 


7 Borrelia japonica Bacteria; 
up. 


Agromyces hippuratus 


ces hippuratus Bacteria; 
eae; 


Agromyces. 
Bifidobacterium 
Bifidobacterium 


dobacteriales; Bifidobacteriaceae; 


13202 Bacteria_16S 442387 442481 1 95 gi|265678760 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifi 
Bifidobacterium. 

13202 Bacteria_16S 693423 693481 4 62 gi| 265678587 


strain IS1B 16S r 


13202 


strain S-743 16S 
Tenericutes; Moll 


13202 


strain IMT37 16S 


13202 


strain 1480D 16S 
Firmicutes; 


13202 
str. 


13202 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae; 


13202 


strain 534-30 16S 


13202 


strain ATCC 43185 
Bacteroidetes; 


13202 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


13202 


strain 1H 9 16S 


Twist 16S ri 
Bacteria; Actinob 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


Bacteroidia; 


780701 780791 4 


821934 821988 4 


1007248 1007337 4 


Bacillaceae; 


1317100 1317134 1 


1361323 13613571 


10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Acidimicrobi 
Acidimicrobium. 


2011779 2011837 4 


3393067 3393124 4 


163180 163272 1 


215437 215516 2 


ibosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 


94 


ribosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


58 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


94 


ribosomal RNA, partial sequence 
Bacillus. 


35 


bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


35 


complete sequence 13604 


62 


ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 


61 


94 


82 


ribosomal RNA, partial sequence 


692571 69404 


gi 


779845 78130 


gi 
82 


gi 


1006359 10077 


gi 


1316224 13177 


gi 


gi 


2010901 20124 


gi 


16S ribosomal RNA, partial sequence 


Bacteroidales; Bacteroidaceae; 


gi 


n P159 16S ribosomal RNA, partial sequence 16233 
acteria; Actinobacteridae; Actinomycetales; 


gi 


214535 21600 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


13202 


strain Z-7191 16S 
Firmicutes; 


13202 


Bacteria_16S 


Bacteria_16S 


891641 891719 4 


Halanaerobiales; 
968855 968888 2 


84 


ribosomal RNA, partial sequence 
Clostridia; 


35 


gi 


890778 89219 
Halobacteroidaceae; 


gi 


265678525 


265678498 


1061 82256 


265678373 


228715851 


Micr 
228719712 


219878188 


219846650 
33921 

Bacter 

265678954 


Micr 


265678919 


Halomonad 
265678450 


Oren 


7 Acholeplasma 


ref|NR_028801.1 


ref|NR_027540.1 
ococcineae; Trop 
ref|NR_027584.1 
ales; Acidimicro 
ref|NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref |NR_029262.1 
4 163815 Brevib 
ococcineae; Brev 
ref |NR_029227.1 
aceae; Halomonas 
ref|NR_028752.1 


ia. 


265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


ref |NR_028700.1 


ref|NR_028892.1| Isosphaera pallida 

0 Isosphaera pallida Bacteria; 

ceae; Isosphaera. 

ref|NR_028829.1|] Acholeplasma axanthum 


axanthum Bacteria; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
Pseudomonas. 
ref|NR_028675.1| Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 
heryma. 


Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 
bineae; 


Planctomyces maris 


maris Bacteria; 
es. 


Bacteroides caccae 


oides caccae Bacteria; 


Brevibacterium 


acterium epidermidis 
ibacteriaceae; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Kitasatospora 


967981 969477 Kitasatospora 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 
13202 Bacteria_16S 1781540 1781573 2 


35 


strain 4-0 16S ribosomal RNA, partial sequence 


13202 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
13202 Bacteria_16S 


1821106 1821198 1 


2183348 2183441 1 


94 


94 


gi 


gi 


gi 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 


hongkongensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
13202 Bacteria_16S 2310944 2311036 1 
strain A290 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


13202 Bacteria_16S 3791946 3792003 4 


94 
sequence 


61 


strain 19L 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; 


13202 Bacteria_16S 4107202 4107259 4 
strain PS-1 16S ribosomal RNA, partial 


61 
sequence 


gi 


gi 


gi 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; 


13202 Bacteria_16S 4218655 4218748 1 


94 


gi 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
298869 298959 4 


Thermomonosporaceae; 
13202 Bacteria_16S 


94 


gi 


abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 


abactoclasticum Bacteria; 


13202 Bacteria_16S 564749 564809 1 


strain LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


13202 Bacteria_16S 
strain AB1110 16S 


751770 751829 1 


13202 Bacteria_16S 975081 975137 5 


strain T-3 16S ribosomal RNA, partial sequence 
Sphingobacteriales; 


Bacteroidetes; Sphingobacteria; 
13202 Bacteria_16S 2533669 2533729 1 
strain A3.12 16S 
13202 


Bacteria_16S 3835920 3835978 2 


Tenericutes; Mollicutes; Anae 


61 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


61 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


61 


strain C-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


13202 Bacteria_16S 262495 262529 1 
radiotolerans strain P 1 16S ribosomal 
radiotolerans Bacteria; Actinobacteria; 
Rubrobacteraceae; Rubrobacter. 

13202 Bacteria_16S 320021 320079 4 
strain J233 16S ribosomal RNA, partial 


13202 Bacteria_16S 2072606 2072664 4 


strain ATCC 51261 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; 
13202 Bacteria_16S 


Bacteroidia; 
2918877 2918954 4 


35 
RNA, 


62 


sequence 


61 


82 


Prevotellaceae; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 


thermoluteolus Bacteria; 
Hydrogenophilus. 


13202 Bacteria_16S 3421764 3421843 2 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, parti 
Gammaproteobacte 


nigrifaciens Bacteria; 
Pseudoalteromonas. 
13202 Bacteria_16S 


Proteobacteria; 


980971 981027 2 


barnesii strain SES-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campyl 


Bacteria; 
13202 Bacteria_16S 985654 985711 4 
strain FC 097-2 16S ribosomal RNA, 


13202 Bacteria_16S 1105562 1105618 4 
acidifaciens strain A40 16S ribosomal 
Bacteria; Bacteroidetes; Bacteroidia; 


Proteobacteria; 


82 


61 


61 


61 


Bacteroidales; 


Betaproteobacteria; 


gi 


gi 


gi 


gi 


219878349 
1780670 17821 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219878322 
420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219857611 
Actinomycetales; 


219857522 
2310109 2311529 Actinomadura 
Streptosporangineae; 


219846369 
3791066 3792555 Acholeplasma 


219846148 
4106362 4107818 Acholeplasma 


219846062 
Actinomycetales; 
265678861 


roplasmatales; 
265678676 
563902 56532 
ococcineae; Microbacteriac 
265678545 
750969 752293 Acinetobacter 
oraxellaceae; 
265678394 
974224 97564 


Rubrobacterales; 


265678847 
319228 320640 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
219878142 
2071729 2073175 Prevot 
Prevotella. 
219856844 


Hydrogenophilales; H 


219846630 
al sequence 3420894 342232 
ria; Alteromonadales; 


265678390 
980099 981569 Sulfur 
obacterales; Campylobacter 
265678387 
complete sequence 984769 986285 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

265678305 
RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteroidaceae; 


ref |NR_025488.1 


ref|NR_025461.1 


ref |NR_025200.1 


ND 


ref |NR_025110.1 


ref|NR_025960.1 
Acholeplasma. 
ref|NR_025738.1 


Acholeplasma. 
ref|NR_025652.1 
4217823 421929 


ref |NR_029167.1 
298000 299445 


ref|NR_028981.1 


ref|NR_028849.1 
Acinetobacte 


ref |NR_028696.1 


ref|NR_024943.1 


ref|NR_025928.1 
Halomonas 
ref|NR_029191.1 

261591 263140 
Rubroba 


ref |NR_029152.1 


ref |NR_025281.1 


ref|NR_024663.1 
2918000 291946 


ref|NR_026222.1 
Pseu 


ref |NR_028692.1 


ref|NR_028689.1 


Streptomycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
Micrococcaceae; 


Citricoccus. 
Curtobacterium 


1820242 1821724 Curtobacterium 
Micrococcineae; Microbacteriaceae; 


Actinomyces 


182453 2183877 Actinomyces 
Actinomycineae; 


Actinomadura mexicana 


mexicana Bacteria; 
Thermomonosporaceae; 


Acholeplasma oculi 


oculi Bacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


Actinomadura 
1 Actinomadura 


Streptosporangineae; 


Anaeroplasma 
Anaeroplasma 


Anaeroplasmataceae; Anaeroplasma. 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Acinetobacter towneri 
towneri Bacteria; 

ia 

Lewinella persicus 


2 Lewinella persicus Bacteria; 
Saprospiraceae; Lewinella. 
219857355 
2532800 25342 
Bacteriovoracaceae; 
219846338 
3835060 38365 
Halomonadaceae; 
265678885 
complete sequence 
Rubrobacteridae; 


Peredibacter starrii 


56 Peredibacter starrii Bacteria; 
Peredibacter. 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Rubrobacter 
Rubrobacter 
cterineae; 


Acholeplasma palmae 


palmae Bacteria; 


Prevotella enoeca 
ella enoeca Bacteria; 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Acholeplasma vituli 


vituli Bacteria; 


ref |NR_028607.1 


Bacteroides. 


Bacteroides 


13202 
metallidurans str 
metallidurans CH3 
Cupriavidus. 

13202 
strain E-37 16S r 


Bacteria_16S 


Bacteria_16S 


1338530 1338586 4 
ain CH34 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


61 gi 
partial se 
Betaproteo 


3717217 3717276 2 61 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


13202 
strain SH 106 16S 
Planctomycetes; P 
13202 
strain OXB 16S ri 
Proteobacteria; B 
13202 
strain Ben 16S ri 
Tenericutes; Moll 
13202 
strain A288 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


216916 216992 4 80 

ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
267072 267096 2 26 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
277690 277782 2 94 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
405194 405218 1 25 gi 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
13202 Bacteria_16S 3790406 3790437 4 35 gi 


strain PG8 16S ri 
Tenericutes; Moll 
13202 
strain 717 16S ri 


bosomal RNA, partial sequence 


241441 241463 2 24 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
complex. 
13202 Bacteria_16S 1725455 1725477 7 29 gi 


strain LMG 3475 1 


6S ribosomal RNA, partial sequence 


228721484 
quence 
bacteria; 


219846425 


3716418 37177 


hodobacter 
265678918 


216053 21755 


nctomyceta 
265678882 


266185 26767 


alobactera 
265678875 


276812 27827 


265678785 


404351 40583 


ptosporang 


219846370 


3789540 37910 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
Bacteria_16S 


265678901 


240595 24207 


rkholderia 


219878391 


1724592 17259 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
13202 Bacteria_16S 3823997 3824051 28 82 gi| 219846347 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 

parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; P 
Haemophilus. 

13202 Fungi_16S 872 965 1 94 gi| 265678352 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
13202 Fungi_16S 2381 2474 1 94 gi| 265678351 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
13202 Fungi_16S 3919 4012 1 94 gi| 265678350 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
13202 Fungi_16S 5479 5572 1 94 gi| 265678349 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
13202 Fungi_16S 7035 7128 1 94 gi| 265678348 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
13202 Fungi_16S 8537 8630 1 94 gi| 265678342 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
13202 Fungi_16S 10023 10116 1 94 gi|219857197 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
13202 Fungi_16S 11504 11597 1 94 gi|219857175 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Nocardiaceae; Nocardia. 

27824 Bacteria_16S 323818 323764 2 53 gi| 265678845 
strain H168 16S ribosomal RNA, complete sequence 322285 32381 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Haloth 
27824 Bacteria_16S 1305556 1305502 2 53 gi|219846460 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 13055 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 

27824 Bacteria_16S 14982 14928 2 53 gi| 265679054 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; 

Francisella. 

27824 Bacteria_16S 40724 40669 al 53 gi| 265679037 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 


Bacteria; Firmicu 


tes; Bacillales; Staphylococcus. 


ref|NR_027607.1| Cupriavidus 

1337638 1339130 Cupriavidus 
Burkholderiales; Burkholderiaceae; 
ref|NR_026016.1| Sagittula stellata 
90 Sagittula stellata Bacteria; 
aceae; Sagittula. 
ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 
ref|NR_029188.1| Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 
ceae; Oxalobacter. 

ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 


ref|NR_029090.1 
0 Actinomadura 
ineae; Thermomo 


Actinomadura meyerae 
meyerae Bacteria; 
nosporaceae; 


ref|NR_025961.1 
15 Acholeplasma 
eplasma. 

ref|NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


Acholeplasma laidlawii 
laidlawii Bacteria; 


Burkholderia cepacia 
cepacia Bacteria; 
ria; Burkholderia cepacia 


v 


ref Comamonas kerstersii 


NR_025530.1 


ae; Comamonas. 
ref |NR_025938.1 


36 Comamonas kerstersii Bacteria; 


Haemophilus 


3823071 382454 
asteurellales; P 


7 Haemophilus 
asteurellaceae; 


ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

mycetales; Corynebacterineae; 

ref|NR_029150.1| Halothermothrix orenii 

8 Halothermothrix orenii Bacteria; 

ermothrix. 

ref|NR_026051.1| Caldicellulosiruptor 

55 Caldicellulosiruptor owensensis OL 


naerobacterales Family III. Incertae 
ref|NR_029362.1| Francisella tularensis 
13461 14981 Francisella tularensis 


Thiotrichales; Francisellaceae; 


ref|NR_029345.1| Staphylococcus 
40723 Staphylococcus condimenti 


27824 


Bacteria_16S 


65118 65063 1 


seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


27824 


strain SL-4 16S ribosomal RNA, 


Firmicutes; Bacillales; 


27824 


strain BAL-1 16S ribosomal RNA, 


Bacteria_16S 


Bacteria_16S 


101391 101336 1 


Bacillaceae; 
131903 131848 1 


complete sequence 


complete sequence 


Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


27824 


Bacteria_16S 


157817 157762 1 


strain KB740 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 


27824 


thermophilum strain H-6-12 16S ribosomal RNA, 


Bacteria_16S 


205202 205147 1 


thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; 


27824 


Bacteria_16S 


235721 235666 1 


strain C4D1M 16S ribosomal RNA, partial sequence 


234235 23583 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
27824 Bacteria_16S 237357 237302 1 53 gi| 265678904 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 23588 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
27824 Bacteria_16S 242072 242017 1 53 gi| 265678901 
strain 717 16S ribosomal RNA, partial sequence 240595 24207 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
complex. 

27824 Bacteria_16S 308722 308667 1 53 gi| 265678855 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 30872 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
27824 Bacteria_16S 485742 485687 1 53 gi| 265678728 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequen 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spiroc 
27824 Bacteria_16S 534758 534703 1 53 gi| 265678696 
strain K11 16S ribosomal RNA, partial sequence 533233 53475 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
27824 Bacteria_16S 550042 549987 1 53 gi| 265678686 


strain TMAO3 16S 

Firmicutes; Clost 
27824 
marismortui strai 
Bacteria; Firmicu 


Bacteria_16S 


ridia; 


ribosomal RNA, partial sequence 


53 


548509 55004 


Clostridiales; Veillonellaceae; 
719579 719524 1 
n 123 16S ribosomal RNA, 


gi 


tes; Bacillales; Bacillaceae; Virgibac 


27824 


Bacteria_16S 


1480099 1480044 1 


53 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


ain DSM 20345 16S ribosomal RNA, 


gi 


compl 


Sporomusa 
265678569 


complete sequence 71801 


illus. 
219878381 
ete sequen 


ceae 
ref 


rkho 
ref 


ceae 


ref 


4 Burkholderia 


5 237406 Burkho 


2 Burkholderia 


53 gi|265679021|ref|NR_029329.1 
65117 Herbas 
Oxalobacteraceae; 
53 gi|265678996|ref|NR_029304.1 
99832 101390 Halobacillus 
Halobacillus. 
53 gi| 265678975 |ref|NR_029283.1 
130392 131902 Chrysiogenes 
53 gi|265678958|ref|NR_029266.1 
156293 15781 
ocyclaceae; Azoarcus. 
53 gi| 265678927 |ref|NR_029235.1 
complete sequence 203662 205201 
Dictyoglomus 
53 gi| 265678905 |ref|NR_029213.1 


; Burkholder 
NR_029212.1 


lderiaceae; 
NR_029209.1 


; Burkholder 


NR_029161.1 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 

Halobacillus litoralis 


litoralis Bacteria; 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Dictyoglomus 
Dictyoglomus 


Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


ae; Comamonas. 

ref |NR_029033.1| Spirochaeta 

ce 484221 485741 Spirochaeta 
haetaceae; Spirochaeta. 
ref|NR_029001.1| Ottowia thiooxydans 
7 Ottowia thiooxydans Bacteria; 

ae; Ottowia. 

ref|NR_028991.1| Sporomusa aerivorans 
4 Sporomusa aerivorans Bacteria; 

ref |NR_028873.1| Virgibacillus 


9 719581 Virgibacillus marismortui 


ref 


NR_025520.1 


Staphylococcus sciuri 


ce 1478573 1480100 Staphylococcus sciuri 


teria; Firmicutes; 


Bacillales; Staph 


ylococcus. 


27824 


papyrosolvens DSM 
2782 Bacteria; 


27824 


Bacteria_16S 


Bacteria_16S 


1578066 1578011 1 


2782 16S ribosomal RNA, 
Firmicutes; 


Clostridia; 
3015018 3014963 1 


53 


Clostridiales; 


53 


gi 


gi 


strain BSB411 16S 
Proteobacteria; B 
27824 
strain DSM 12081 
Proteobacteria; 

27824 
strain Feox-1 16S 
Proteobacteria; B 
27824 
strain Anox B 16S 


B 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, complete sequence 


3114570 3114515 1 
16S ribosomal RNA, 


53 gi 
complete sequence 


3270397 3270342 1 53 
ribosomal RNA, complete sequence 


gi 


3590618 3590563 1 53 
ribosomal RNA, partial sequence 


gi 


219846510 


complete sequence 15765 
Clostridiac 


219846914 


3013492 30150 
etaproteobacteria; Burkholderiales; Comamonadace 


219846846 
31130 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
Bacteria_16S 


219846741 


3268876 32703 
etaproteobacteria; Burkholderiales; Leptothrix. 


219846516 


3589120 35906 


Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 
27824 Bacteria_16S 3830683 3830628 1 53 gi| 219846342 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 38306 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Helioba 
27824 Bacteria_16S 53037 52983 2 53 gi| 265679029 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

27824 Bacteria_16S 150016 149962 2 53 gi| 265678963 
strain PCL 16S ribosomal RNA, partial sequence 148511 15001 
Fusobacteria. 

27824 Bacteria_16S 322234 322180 2 53 gi| 265678846 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; 
27824 Bacteria_16S 433742 433688 2 53 gi| 265678766 


ref 


eae; 
ref 


ref 


77 1578067 Clostr 
Clostridium. 


NR_026102.1 


NR_026506.1 


NR_026108.1 
19 Ideonella dechloratans Bacteria; 


Clostridium 
idium papyrosolvens DSM 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


ae; Acidovorax. 

ref|NR_026438.1| Azoarcus anaerobius 
39 3114569 Azoarcus anaerobius Bacteria; 
; Azoarcus. 

ref |NR_026333.1| Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Ideonella dechloratans 


ref |NR_025932.1| Heliobacterium chlorum 

84 Heliobacterium chlorum Bacteria; 

cterium. 

ref |NR_029337.1| Enterococcus asini 
Enterococcus asini Bacteria; 

ref|NR_029271.1| Clostridium rectum 


5 Clostridium rectum Bacteria; 


ref|NR_029151.1| Bacillus 
320691 322234 Bacillus 

Bacillus. 

ref|NR_029071.1| Paenibacillus 


favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Paenibacillus. 


Bacteria; 


Firmicutes; 


Bacillales; 


Paenibacillaceae; 


27824 Bacteria_16S 453768 453714 2 53 
strain R 16089 16S ribosomal RNA, complete sequence 
Firmicutes; Bacillales; Macrococcus. 


gi 


27824 Bacteria_16S 455366 455312 2 53 gi 
strain R 16086 16S ribosomal RNA, complete sequence 
Firmicutes; Bacillales; Macrococcus. 

27824 Bacteria_16S 677430 677376 2 53 gi 


strain NGA 16S ribosomal RNA, partial sequence 
Synergistetes; Synergistia; Synergistales; Synergistace 
27824 Bacteria_16S 773579 773525 2 53 gi 
suicloacalis strain PPC79 16S ribosomal RNA, partial se 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Car 
27824 Bacteria_16S 824146 824092 2 53 gi 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteri 
27824 Bacteria_16S 847081 847027 2 53 
strain 19 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
27824 Bacteria_16S 868264 868210 2 
strain CFBP 4188 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
27824 Bacteria_16S 916989 916935 2 53 gi 
intermedius strain 1877 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Lactobacillales; 
27824 Bacteria_16S 983142 983088 2 
strain BARC318 16S ribosomal RNA, 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasm 
27824 Bacteria_16S 1019934 1019880 2 53 gi 
succinus subsp. succinus strain AMG-D1 16S ribosomal RN. 
Staphylococcus succinus subsp. 
27824 Bacteria_16S 1064224 1064170 2 53 gi 
acidiphilus strain TA-67 16S ribosomal RNA, partial seq 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclob 
27824 Bacteria_16S 1160689 1160635 2 53 gi 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales 
27824 Bacteria_16S 1169776 1169722 2 53 gi 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequen 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochae 
27824 Bacteria_16S 1303967 1303913 2 53 gi 
cellulosolvens 6 
Bacteria; Firmicutes; 


gi 


Clostridiaceae; 


53 gi 


Streptococcaceae 


53 gi 


Clostridia; Clostridiales; Eubact 
27824 Bacteria_16S 1507108 1507054 2 53 gi 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribo 
Thermoanerobacter brockii subsp. lactiethylicus 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermo 
27824 Bacteria_16S 1830848 1830794 2 53 gi 
limicola strain GolChil 16S ribosomal RNA, complete seq 
limicola Bacteria; Proteobacteria; Betaproteobacteria; 
27824 Bacteria_16S 1898231 1898177 2 53 gi 
strain DSM 11334 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
27824 Bacteria_16S 1937298 1937244 2 53 gi 
nitrativorans strain 23310 16S ribosomal RNA, partial s 
nitrativorans Bacteria; Proteobacteria; Betaproteobacte 
27824 Bacteria_16S 2185467 2185413 2 53 gi 
taiwanensis strain CB-226 16S ribosomal RNA, partial se 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacter 
Pseudoxanthomonas 
27824 Bacteria_16S 2255270 2255216 2 53 gi 
acetigenes strain Lup33 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
Sporanaerobacter. 
27824 Bacteria_16S 2326778 2326724 2 53 gi 
stercorarium subsp. leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 
Clostridiaceae; Clostridium. 


452220 45376 


453819 45536 


16S ribosomal RNA, partial sequence 866725 86827 


complete sequence 981620 98314 


succinus Bacteria; 


16S ribosomal RNA, partial sequence 1302478 13039 


16S ribosomal RNA, partial sequence 1896710 18982 


en 


265678752 


265678751 


ataceae; E 
265678365 
A, complet 


265678335 
uence 
acillaceae 
228721485 
11591 
7 Peptococ 
228719827 
ce 11682 
taceae; Sp 
219846514 


, 


ca 


ir 


eriaceae; 
219846365 
somal RNA, 
Bacteria; 
anaerobact 
219878316 
uence 
Rhodocycla 
219878265 


Pp 


le 


caligenace 
219878237 
equence 

ria; Burkh 
219857609 
quence 

ia; Xantho: 


ae 


ol 


, 


mo 


219857563 
ce 22537 
idiales Fami 
219857512 
ribosomal 


ref 
8 Macrococcus 


ref 
6 Macrococcus 


1 Entomoplasma 
ntomoplasma. 

ref 
e se 
Firmicutes; 
ref el 
1062699 10642 


Al 


ref 
66 1160688 Desul 


ce 


ref 
43 1169775 Spiro 


oc 


ref 
66 Eubacterium cellulosolvens 6 
Euba 
ref 


ar 


Firmicutes; 
er. 
ref 
1829317 18308 


Ss; 


ref 
30 Bordetella trematum Bacteria; 


’ 


ref a 
1935800 19372 


de 


ref 


is} 


na 


ref 
47 2255269 Sporan 


ly 


ref 
RNA, 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


07 2388807 Thermo 


183928 218546 


1 
AF 


NR_029057. 


NR_029056.1 


NR_028667.1 
quence 
Bacillales; 
NR_028637.1 
3 
icyclobacill 
NR_027608.1 
£ 
ae; Desulfot 
NR_027585.1 
Cc 
haeta. 
NR_026106.1 


cterium. 
NR_025956.1 
tial sequenc 


NR_025455.1 
4 

Rhodocyclac 
NR_025404.1 


Bordetella. 
NR_025376.1 
9 
riales; Coma 
NR_025198.1 


dales; Xanth 
NR_025151.1 
XI. Incerta 
NR_025100.1 
partial seq 


NR_025056.1 


obacteraceae 


27824 Bacteria_16S 2388807 2388765 13 53 gi| 219857468 |ref 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 23873 

Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaer 
27824 Bacteria_16S 2616585 2616531 2 53 gi|219857255|ref 


Macrococcus lamae 


amae Bacteria; 


Macrococcus hajekii 


hajekii Bacteria; 


265678598 |ref|NR_028903.1| Anaerobaculum mobile 
675861 677456 Anaerobaculum mobile Bacteria; 
ae; Anaerobaculum. 
265678531 |ref|NR_028835.1| Atopostipes 
quence 772034 773579 Atopostipes 
nobacteriaceae; Atopostipes. 
265678497|ref|NR_028800.1| Cupriavidus 
sequence 822620 824161 Cupriavidus 
a; Burkholderiales; Burkholderiaceae; Cupriavidus. 
265678482 |ref|NR_028785.1| Clostridium scindens 
845553 847081 Clostridium scindens Bacteria; 
Clostridium. 
265678467 |ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
anthomonadaceae; Xanthomonas. 
265678434|ref|NR_028736.1| Streptococcus 
ence 915445 916988 Streptococcus intermedius 
; Streptococcus; Streptococcus anginosus group. 
265678389|ref|NR_028691.1| Entomoplasma freundtii 


freundtii Bacteria; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Alicyclobacillus 
1 Alicyclobacillus 
us. 
Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 
Spirochaeta 
haeta smaragdinae DSM 


Eubacterium 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Bordetella trematum 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Pseudoxanthomonas 

6 Pseudoxanthomonas 
omonadaceae; 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Clostridium 
uence 2325260 2326777 


Thermoanaerobacter 
anaerobacter yonseiensis 
; Thermoanaerobacter. 


NR_024886.1 


, 
Fusibacter paucivorans 


strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. 


Incertae Sedis; 


Fusibacter. 


27824 


Diaphorobacter. 
27824 


27824 


27824 


27824 
lacurosei strain 
Bacteria; 
27824 
strain 50-1 BON 1 


Bacteria_16S 
nitroreducens strain NA10B 16S ribosomal RNA, partial seq 
nitroreducens Bacteria; 


Bacteria_16S 
strain 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
Bacteria_16S 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial 
celerecrescens Bacteria; 
Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 


2750456 2750402 2 53 gi 


Proteobacteria; 


3557248 3557194 2 53 gi 


3599827 3599773 2 53 gi 
Firmicutes; Clostridia; 
3654352 3654298 2 53 gi 
SEBR 3139 16S ribosomal RNA, partial 
Firmicutes; Clostridia; 

3842667 3842613 2 53 gi 
H200 16S ribosomal RNA, complete sequenc 
Clostridia; Halanaerobiales; 


4077605 4077551 2 53 gi 


219857154 
uence 
Betaproteobacteri 


219846538 
3555718 35572 


Clostrid 
219846469 
sequence 
Clostridiale 
219846334 
38411 
erobiaceae; 
219846168 


Halana 


ref 


ref 


Zoogloea. 


ref 


ref 


ref 


ref 


NR_024782. 
2748935 275045 
Burkholderiales; Coma 
NR_026130.1 
47 Zoogloea ramigera Bacteria; 
yclaceae; 
219846508 
sequenc 


NR_026100.1 
e 3598328 359982 
iales; Clostridiaceae; 
NR_026061.1 
3652827 365435 
Peptococcaceae; 
NR_025924.1 
23 3842666 Halana 
Halanaerobiu 
NR_025758. 
6S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 


Desul 


Cc 


1 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Zoogloea ramigera 


Clostridium 
6 Clostridium 
lostridium. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Halanaerobium 
erobium lacurosei 
m. 
Mahella australiensis 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

27824 Bacteria_16S 4080749 4080695 2 53 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 4106312 4106258 2 53 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

27824 Bacteria_16S 4136689 4136635 2 53 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
27824 Bacteria_16S 4138255 4138201 2 53 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 4141387 4141333 2 53 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 4142951 4142897 2 53 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 4144517 4144463 2 53 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 4146084 4146030 2 53 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
27824 Bacteria_16S 4149214 4149160 2 53 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 4150769 4150715 2 53 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 4153763 4153709 2 53 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 4155328 4155274 2 53 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 4156894 4156840 2 53 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 4160025 4159971 2 53 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 4161591 4161537 2 53 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 118270 118233 13 49 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

27824 Bacteria_16S 238937 238884 3 53 gi|265678903|ref|NR_029211.1| Burkholderia glumae 


strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


27824 Bacteria_16S 290349 290296 3 53 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 


strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

27824 Bacteria_16S 358609 358568 13 53 gi|265678816|ref|NR_029121.1| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 


hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 
27824 Bacteria_16S 501253 501198 1 53 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
27824 Bacteria_16S 880077 880024 3 53 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
Prochlorococcaceae; Prochlorococcus. 
27824 Bacteria_16S 1193979 1193926 3 53 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


27824 Bacteria_16S 2109772 2109719 3 53 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

27824 Bacteria_16S 2411649 2411596 3 53 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 


strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 
27824 Bacteria_16S 2848715 2848662 3 53 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 


27824 Bacteria_16S 2946679 2946626 2 53 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

27824 Bacteria_16S 3598278 3598225 3 53 gi|219846509|ref|NR_026101.1| Clostridium 


lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 


27824 Bacteria_16S 4079184 4079131 3 53 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

27824 Bacteria_16S 185180 185128 4 53 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

27824 Bacteria_16S 333195 333143 4 53 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 


thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 


27824 Bacteria_16S 424426 424372 2 53 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

27824 Bacteria_16S 1314607 1314555 4 53 gi| 228718892 |ref|NR_027577.1| Thermoanaerobacter 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
27824 Bacteria_16S 1690817 1690765 4 53 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
27824 Bacteria_16S 1836899 1836847 4 53 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 
27824 Bacteria_16S 2319122 2319068 2 53 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
27824 Bacteria_16S 2320714 2320660 2 53 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 
27824 Bacteria_16S 2508521 2508469 4 53 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 


27824 Bacteria_16S 2559615 2559563 4 53 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

27824 Bacteria_16S 2561118 2561066 4 53 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 


Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 


27824 


methoxybenzovoran 
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2573378 2573326 4 53 gi| 219857286 |ref|NR_024917.1| Clostridium 
s strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
s Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

18030 17975 1 53 gi| 265679052 |ref|NR_029360.1| Lactobacillus perolens 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 

Lactobacillales; Lactobacillaceae; Lactobacillus. 

45324 45269 1 53 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 

ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

93595 93540 1 53 gi|265679001|ref|NR_029309.1| Geovibrio 

ain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 


ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

27824 Bacteria_16S 95213 95158 1 53 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

27824 Bacteria_16S 125868 125813 1 3 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

27824 Bacteria_16S 165436 165381 1 53 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

27824 Bacteria_16S 200522 200467 1 53 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

27824 Bacteria_16S 240486 240431 1 53 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

27824 Bacteria_16S 273698 273643 1 53 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

27824 Bacteria_16S 412072 412017 1 53 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

27824 Bacteria_16S 413672 413617 1 53 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

27824 Bacteria_16S 415276 415221 1 53 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

27824 Bacteria_16S 551650 551595 1 53 gi|265678685|ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

27824 Bacteria_16S 560768 560713 1 53 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

27824 Bacteria_16S 593889 593834 1 53 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
27824 Bacteria_16S 612076 612021 1 53 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

27824 Bacteria_16S 627289 627234 1 53 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
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NR_028009.1| Pannonibacter 
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27824 Bacteria_16S 1325449 1325410 16 53 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

27824 Bacteria_16S 1354419 1354364 1 53 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

27824 Bacteria_16S 1357488 1357433 1 53 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

27824 Bacteria_16S 1416032 1416001 28 58 gi|224581448|ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

27824 Bacteria_16S 1445341 1445286 1 53 gi|224581424|ref|NR_027205.1| Thalassobacter 


stenotrophicus st 


rain 5SM22 16S ribosomal RNA, partial 


sequence 


1443876 14453 


4 


0 Thalassobacter 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 

27824 Bacteria_16S 1832408 1832353 1 53 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

27824 Bacteria_16S 2044003 2043952 5 53 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

27824 Bacteria_16S 2356912 2356870 13 53 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

27824 Bacteria_16S 2590329 2590278 5 53 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

27824 Bacteria_16S 2642573 2642518 2 54 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

27824 Bacteria_16S 3004479 3004424 1 53 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
27824 Bacteria_16S 3119161 3119106 1 53 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
27824 Bacteria_16S 3304003 3303948 1 53 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
Firmicutes; Bacillales; Salinicoccus. 

27824 Bacteria_16S 3419368 3419313 1 53 gi|219846632|ref|NR_026224.1| Gluconobacter 
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in 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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in 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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27824 Bacteria_16S 392008 391954 2 53 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
27824 Bacteria_16S 416806 416752 2 53 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
27824 Bacteria_16S 456914 456872 13 53 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

27824 Bacteria_16S 468885 468843 13 53 gi| 265678739 |ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

27824 Bacteria_16S 471975 471921 2 53 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

27824 Bacteria_16S 498121 498079 13 53 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

27824 Bacteria_16S 527137 527095 13 53 gi|265678701|ref|NR_029006.1]| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

27824 Bacteria_16S 665184 665142 13 53 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

27824 Bacteria_16S 680427 680373 2 53 gi|265678596|ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
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Clostridiales; Veillonellaceae; Mitsuokella. 


27824 Bacteria_16S 768914 768860 2 53 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

27824 Bacteria_16S 802839 802785 2 53 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

27824 Bacteria_16S 933990 933936 2 53 gi|265678423|ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

27824 Bacteria_16S 940145 940103 13 53 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

27824 Bacteria_16S 943231 943189 13 53 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

27824 Bacteria_16S 1121405 1121351 2 53 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

27824  Bacteria_16S 1142558 1142504 2 53 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

27824 Bacteria_16S 1391995 1391941 2 53 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
27824 Bacteria_16S 1401061 1401007 2 53 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

27824 Bacteria_16S 1425250 1425208 13 53 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

27824 Bacteria_16S 1466432 1466390 13 53 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

27824 Bacteria_16S 1481650 1481608 13 53 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

27824 Bacteria_16S 1486180 1486126 2 53 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

27824 Bacteria_16S 1492248 1492206 13 53 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

27824 Bacteria_16S 1611720 1611690 28 57 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

27824 Bacteria_16S 1614767 1614725 13 53 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
27824 Bacteria_16S 1780620 1780578 13 53 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

27824 Bacteria_16S 1801735 1801693 13 53 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

27824 Bacteria_16S 1824836 1824794 13 53 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

27824 Bacteria_16S 1864302 1864248 2 53 gi|219878292|ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
27824 Bacteria_16S 1865884 1865830 2 53 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 
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27824 Bacteria_16S 3720902 3720848 2 53 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

27824 Bacteria_16S 3782085 3782031 2 53 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

27824 Bacteria_16S 3872970 3872928 13 53 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

27824 Bacteria_16S 3874557 3874515 13 53 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

27824 Bacteria_16S 3893167 3893113 2 53 gi|219846300|ref|NR_025890.1| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

27824 Bacteria_16S 3906919 3906865 2 53 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

27824 Bacteria_16S 4033891 4033869 27 49 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
27824 Bacteria_16S 4082291 4082249 13 53 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

27824 Bacteria_16S 4086883 4086829 2 53 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

27824 Bacteria_16S 4158459 4158405 2 53 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

27824 Bacteria_16S 232669 232616 3 53 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

27824 Bacteria_16S 639479 639438 14 53 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
27824 Bacteria_16S 739472 739420 4 53 gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

27824 Bacteria_16S 921624 921595 25 53 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 

27824 Bacteria_16S 944793 944752 14 53 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

27824 Bacteria_16S 1089634 1089581 2 53 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

27824 Bacteria_16S 1302420 1302391 25 53 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 
lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

27824 Bacteria_16S 1879548 1879507 14 53 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
27824 Bacteria_16S 1948021 1947968 3 53 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

27824 Bacteria_16S 1963177 1963136 13 53 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

27824 Bacteria_16S 2407017 2406964 3 53 gi|219857456|ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

27824 Bacteria_16S 2437471 2437419 4 53 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 


strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
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27824 Bacteria_16S 3886974 3886921 2 53 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

27824 Bacteria_16S 3894675 3894634 13 53 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

27824 Bacteria_16S 4123053 4123000 3 53 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

27824 Bacteria_16S 166996 166944 4 53 gi| 265678952 |ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

27824 Bacteria_16S 186749 186697 4 53 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

27824 Bacteria_16S 209858 209806 4 53 gi| 265678923 |ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

27824 Bacteria_16S 257163 257143 38 58 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

27824 Bacteria_16S 910744 910692 4 53 gi|265678438|ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

27824 Bacteria_16S 1487691 1487639 4 53 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
27824 Bacteria_16S 1693918 1693878 15 53 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

27824 Bacteria_16S 1909817 1909777 15 53 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

27824 Bacteria_16S 2033166 2033126 15 53 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

27824 Bacteria_16S 2076200 2076168 22 53 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

27824 Bacteria_16S 2085453 2085421 22 53 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

27824 Bacteria_16S 2108240 2108186 2 53 gi|219878115|ref|NR_025254.1| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

27824 Bacteria_16S 2331218 2331164 4 53 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
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28220 Bacteria_16S 1706148 1706055 1 94 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

28220 Bacteria_16S 1741113 1741043 25 94 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
28220 Bacteria_16S 1853546 1853476 25 94 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 

28220 Bacteria_16S 2253598 2253528 25 94 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
28220 Bacteria_16S 258643 258556 1 89 gi|265678890|ref|NR_029198.1| Moorella glycerini 
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ain MLF1 16S ribosomal RNA, partial sequence 


ref 


ref 


69 Nocardiopsis 
Streptosporanginea 


31 1744318 Nocard 
, 


2235498 223697 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; 
28220 


Bacteria_16S 


Nocardiopsis. 


2344637 2344567 25 94 gi 


singaporensis strain IM 7744 16S ribosomal RNA, partial 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 
28220 


Bacteria_16S 


Actinopolymorpha. 


2402287 2402217 25 94 gi 


kunsanensis strain HA-9T 16S ribosomal RNA, partial seq 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; 
28220 


Bacteria_16S 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 
viterbiensis Bacteria; 


Nocardiopsis. 
2406882 2406813 25 


94 gi 


Firmicutes; Clostridia; 


s 


Clostridiales; 


219857498 


219857459 
ue 


Actinomycet 


ref 
equence 
Actinomycet 


ref 
nce 


sequence 2332775 233429 


2343294 234473 


2400924 240237 
Actinomycetal 


NR_025079.1 
NR_024753.1 
us. 


NR_029343.1 
42294 


NR_029339.1 


NR_029314.1 


bosomal RNA, partial sequence 


NR_029289.1 


yntrophobact 
NR_028757.1 


obacterales; 
NR_028020.1 
yntrophobact 
NR_028017.1 


e; Nocardiop 
NR_027524.1 


terineae; Co 
NR_027598.1 
rophobactera 


NR_025589.1 


e; Nocardiop 
NR_025517.1 


e; Nocardiop 
NR_025163.1 
ibrionales; 
NR_025095.1 
ales; Strept 
NR_025086.1 
ales; Propio 
NR_025047.1 


es; Streptos 


219857456 


ref 


Clostridiaceae; 


Desulfomonile 
omonile limimaris 
Desulfomonile. 
Alicyclobacillus 


Nocardiopsis 
43754 


Nocardiopsis 
84580 


Desulforhabdus 

orhabdus amnigena 
eraceae; 
Desulfacinum 
Desulfacinum 


Syntrophobacter 
phobacter wolinii 
eraceae; 


riobacteriaceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


Nocardiopsis 
9 Nocardiopsis 


sporangineae; 


Streptomonospora 


43 Streptomonospora alba Bacteria; 
Streptosporanginea 


saceae; 


Desulfonatronum 
8 Desulfonatronum 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


NR_025044.1 


Caloramator 


2405537 2407016 Caloramator 
Caloramator. 


lobacillus herbarius 


Nocardiopsis 
Streptosporangineae; 


Actinobaculum schaalii 
schaalii Bacteria; 
Actinobaculum. 


86040 


Desulforhabdus. 


Syntrophobacteraceae; 


Nocardiopsis exhalans 
exhalans Bacteria; 
saceae; Nocardiopsis. 
Cryptobacterium curtum 
42 Cryptobacterium curtum DSM 15641 
Coriobac 


Nocardiopsis aegyptia 
aegyptia Bacteria; 
saceae; Nocardiopsis. 


alba 


Desulfonatronumaceae; 


28220 
salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 
28220 
strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 
28220 
strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
somal RNA, partial sequence 2514611 2516064 Calor 


28220 
strain Z 16S ribo 
Clostridia; Clost 
28220 
strain NZ35 16S r 
Firmicutes; Clost 
28220 
hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 
28220 
lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 

28220 
strain DSM 40297 
Actinobacteria; A 
28220 
strain DSM 43377 
Actinobacteria; A 
28220 
dassonvillei subs 


Actinomycetales; 
28220 
norvegica strain 

Bacteria; Proteob 
Thermodesulforhab 
28220 
strain RT4. 
Firmicutes; 
28220 
strain YIM 90010 
Actinobacteria; A 
28220 
strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 

28220 
umidischolae stra 
umidischolae Bact 
Nocardiopsaceae; 

28220 
kaustophilus stra 
kaustophilus Bact 
28220 
strain MSB-8 16S 

Thermotogae; Ther 
28220 
strain F12 16S ri 
Firmicutes; Bacil 
28220 
strain V2-BIII-A2 
Firmicutes; Bacil 
28220 
strain U 16S ribo 
Bacillales; Bacil 


Bl 16 
Clost 


Bacteria_16S 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 3256883 32583 
Stre 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
A8444 16S ribosomal RNA, partial seque 
Syntroph 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geoba 


2409970 2409900 25 94 gi 


2511447 2511377 25 94 gi 
16S ribosomal RNA, partial sequence 


2512955 2512885 25 94 gi 
7 16S ribosomal RNA, partial sequence 
2515967 2515898 25 94 gi 
ridiales; Clostridiaceae; Caloramator. 
3241719 3241650 25 94 gi 
ibosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; 
3259759 3259689 25 94 gi 
ctinobacteridae; Actinomycetales; 
3261269 3261199 25 94 gi 
Pp. 


Streptosporangineae; Nocardiopsaceae; 
3777438 3777362 12 89 gi 


acteria; 
dus. 


Deltaproteobacteria; 


3880583 3880514 25 
S ribosomal RNA, 
ridia; Clostridiales; 
4062328 4062258 25 


94 gi 
Clostridiaceae; 
94 gi 


ctinobacteridae; Actinomycetales; 
4077471 4077402 25 94 gi 


ridia; Thermoanaerobacterales; Thermoa 
4217675 4217605 25 94 gi 
in 66/93 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 
220609 220522 1 89 gi 
in BD 53 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Bacillac 
305449 305384 25 89 gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
424301 424226 15 91 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
586257 586182 15 91 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
840879 840792 1 89 gi 


laceae; Geobacillus. 


28220 


Bacteria_16S 


902943 902878 25 89 gi 


acteria; Actinobacteridae; Actinomycet 


Stre 


3240430 32418 


ridia; Clostridiales; Clostridiaceae; Thermobrac 

3244841 3244765 12 89 gi|219846758 
train Z-7935 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Deltaproteobacteria; De 
Frid. 

3256734 3256664 25 94 gi| 219846750 
n DSM 44048 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
Nocardiopsis. 

3258247 3258177 25 94 gi|219846749 


16S ribosomal RNA, partial sequence 3258396 32598 
Stre 


albirubida strain DSM 40465 16S rib 
Nocardiopsis dassonvillei subsp. 


complete sequence 3879197 38807 
16S ribosomal RNA, partial sequence 4060988 40624 
Stre 


6S ribosomal RNA, partial sequence 4076074 40776 


304028 30558 


422881 42442 


219857454 
nce 24085 
ales; Stre 


219857370 
25100 
ales; Stre 
219857369 
25115 
ptosporang 
219857367 


219846760 


ptosporang 
219846748 


ptosporang 
219846747 
osomal RNA 


Nocardiops 
219846379 
nce 37759 
obacterale 


219846309 


Caloramato 
219846178 


ptosporang 
219846168 


naerobacte 


219846063 
quence 
Actinomy 


’ 


265678916 
quence 

eae; Geoba 
265678857 


265678772 
265678662 
58488 


265678486 


265678443 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


ref|NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


ref|NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref|NR_024955.1 
amator coolhaasi 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Caloramator coolhaasii 
i Bacteria; Firmicutes; 


ref |NR_026352.1| Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
hium. 
ref|NR_026350.1| Desulfonatronovibrio 
3243444 3244946 Desulfonatronovibrio 
sulfovibrionales; Desulfohalobiaceae; 
ref |NR_026342.1 
3255372 325683 
etales; Streptos 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


ref |NR_026341.1 
45 Nocardiopsis listeri Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_026340.1| Nocardiopsis alba 

56 Nocardiopsis alba Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_026339.1| Nocardiopsis 

partial sequence 3259907 3261367 


Nocardiopsis listeri 


’ 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


is. 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 

Ds 
ref|NR_025768.1 
36 Nocardiopsis salina Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025758.1| Mahella australiensis 
04 Mahella australiensis Bacteria; 


Nocardiopsis salina 


rales Family IV. Incertae Sedis; 
ref|NR_025653.1| Nocardiopsis 
4216320 4217772 Nocardiopsis 
cetales; Streptosporangineae; 
ref |NR_029224.1| Geobacillus 
219184 220608 Geobacillus 
cillus. 
ref|NR_029163.1| Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


ref|NR_029077.1| Bacillus algicola 
5 Bacillus algicola Bacteria; 


ref|NR_028967.1 
8 586308 Bacill 


Bacillus barbaricus 
us barbaricus Bacteria; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


ref 
cill 


NR_028789.1 
us uzenensis 


denitrificans strain ALJD 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 


ref|NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 


28220 


28220 
Bacillales; Bacil 
28220 
1279 16S ribosoma 


Deinococcus-Thermus; 
Bacteria_16S 


28220 
DSM 4359 16S ribo 
Thermotogae; Ther 
28220 
profundus strain 

Bacteria; Deinoco 
28220 
strain LMG 21880 

Firmicutes; Bacil 
28220 
strain 6AG 16S ri 
Firmicutes; Bacil 
28220 
decolorationis st 
decolorationis Ba 
28220 
strain DSM 497 16 
Firmicutes; Bacil 
28220 
strain 3S-1 16S r 
Firmicutes; Bacil 
28220 
strain SW-72 16S 

Firmicutes; Bacil 
28220 
taiwanensis strai 
taiwanensis Bacte 
28220 
strain SK-1 16S r 
Firmicutes; Bacil 
28220 


subterraneus strain 34 16S ribosomal RNA, partial sequence 23115 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

28220 Bacteria_16S 2625649 2625584 25 89 gi| 219857248 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequenc 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; X 
Rhodanobacter. 

28220 Bacteria_16S 2630277 2630212 25 89 gi| 219857239 


strain Se-1 16S r 
Deinococcus-Therm 
28220 
strain AM31D 16S 
Firmicutes; Bacil 
28220 
sendaiensis strai 
sendaiensis Bacte 
28220 
strain GTC 854 16 
Firmicutes; Bacil 
28220 
naganoensis strai 
naganoensis Bacte 
28220 
strain JaH 16S ri 
Firmicutes; Bacil 
28220 
strain HN3-7 16S 
Deinococcus-Therm 
28220 
strain RF-4 16S r 
Deinococcus-Therm 


Bacteria_16S 
caldoxylosilyticu 
caldoxylosilyticu 
Bacteria_16S 
1139 16S ribosoma 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


958688 958601 1 89 gi 
s strain $1812 16S ribosomal RNA, part 


1159007 1158942 25 

1 RNA, partial sequence 

Deinococci; Thermales; 
1203024 1202959 25 


89 gi 
Thermaceae; 
89 gi 


motogales; Thermotogaceae; Thermotoga. 
1437516 1437451 25 89 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1631283 1631208 15 91 gi 


e 
he 


lales; Bacillaceae; Bacillus. 
1689120 1689045 15 91 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1803186 1803111 15 91 


gi 


gi 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1871869 1871782 1 89 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2095995 2095920 15 91 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2194443 2194378 25 89 


gi 


gi 


gi 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


2313016 2312929 1 89 gi 


ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
2726666 2726591 15 91 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2729752 2729677 15 91 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2769918 2769843 15 91 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2875055 2874980 15 91 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2984500 2984425 15 91 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3020844 3020779 25 89 
ribosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3022366 3022301 25 89 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 


T 


qu 
ac 


s 
ba 


gi 


T. 


HY 


265678406 
ial sequen 


s Bacteria; Firmicutes; Bacillales; Bacillaceae; 

1087949 1087874 15 91 gi| 265678318 
1 RNA, complete sequence 1086532 1088056 Bacil 
laceae; Bacillus. 


228721491 
1157686 1159115 Meiot 
Meiothermus. 
228715358 
somal RNA, partial sequence 1201630 1203111 Thermotog 


224581430 
219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


219878415 
1687712 16892 


219878334 


rain LMG 19507 16S ribosomal RNA, partial sequen 
cteria; Firmicutes; Bacillales; Bacillaceae; Bac 
1843028 1842953 15 91 gi| 219878307 


1841624 18431 


219878287 
1870444 18719 


219878125 
2094597 20961 


219857603 


n WR-30 16S ribosomal RNA, partial sequence 
ria; Deinococcus-Thermus; Deinococci; Thermales; 
2267562 2267475 1 89 gi| 219857555 


2266147 22676 


219857521 


2628913 26303 


219857170 
2725265 27267 


219857168 


219857138 


2768556 27700 


219856875 


219846934 


2983106 29845 


219846910 
3019481 30209 


219846909 
3021006 30224 


14361 
rmaceae; 


hermus. 


ence 
illaceae 


equence 
cillus. 


hermus. 


hermus. 


ref |NR_028708.1 
ce 957258 958773 


Geobacillus 
Geobacillus 


Geobacillus. 
ref|NR_028620.1| Bacillus akibai strain 
lus akibai Bacteria; Firmicutes; 


ref|NR_027614.1 
hermus ruber DSM 


Meiothermus ruber DSM 
1279 Bacteria; 


ref|NR_027530.1 


a neapolitan 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


Oceanithermus 
thermus profundus 


ref|NR_025554.1| Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 


ref|NR_025473.1| Bacillus 

ce 1801788 1803290 Bacillus 

illus. 

ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


ref|NR_025426.1| Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


Meiothermus 
0 Meiothermus 


ref|NR_025191.1 
193088 219457 
Thermaceae; Meiothermus. 

ref|NR_025143.1| Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Ny 


Geobacillus 
illus subterraneus 


ref|NR_025109.1 
80 2313074 Geobac 


ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


ref|NR_024867.1| Thermus scotoductus 
81 Thermus scotoductus Bacteria; 


ref|NR_024798.1| Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 


ref |NR_024796.1 
2728379 272981 

; Alicyclobacillus. 

ref|NR_024766.1| Bacillus okuhidensis 

07 Bacillus okuhidensis Bacteria; 


Alicyclobacillus 
6 Alicyclobacillus 


Pullulanibacillus 
2 Pullulanibacillus 


ref|NR_024694.1 
2873633 287517 


ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 


ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 


ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


28220 
strain GY-1 16S r 
Deinococcus-Therm 


Bacteria_16S 


3139898 3139833 25 89 gi 
ibosomal RNA, partial sequence 


us; Deinococci; Thermales; Thermaceae; 


219846829 
3138565 3140000 Meiothermus cerbereus Bacteria; 
Meiothermus. 


ref|NR_026421.1| Meiothermus cerbereus 


28220 


pseudalcaliphilus 
pseudalcaliphilus 
Bacteria_16S 


28220 
strain DSM 8722 1 
Firmicutes; Bacil 
28220 
strain DSM 8720 1 
Firmicutes; Bacil 
28220 
strain DSM 8715 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3535415 3535340 15 91 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3538538 3538463 15 91 gi 


lales; Bacillaceae; Bacillus. 
3541681 3541606 15 91 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3544792 3544717 15 91 
6S ribosomal RNA, 


gi 


gi 


6S ribosomal RNA, partial sequence 3537139 35386 


complete sequence 3540266 35417 


complete sequence 3543393 35448 


219846553 
equence 
illaceae; 

219846551 


219846549 


219846547 


ref|NR_026145.1| Bacillus 

3534017 3535534 Bacillus 
Bacillus. 
ref|NR_026143.1| Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
28220 Bacteria_16S 3877523 3877458 25 89 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 
28220 Bacteria_16S 3879043 3878978 25 89 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 
28220 Bacteria_16S 3882180 3882093 1 89 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
28220 Bacteria_16S 4048948 4048873 15 91 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
28220 Bacteria_16S 4213079 4212992 1 89 gi| 219846067 |ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
28220 Bacteria_16S 4222294 4222219 15 91 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 
28220 Bacteria_16S 270540 270462 15 94 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
28220 Bacteria_16S 4068403 4068339 25 89 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
28220 Bacteria_16S 4079072 4079013 1 61 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 
28220 Bacteria_16S 25643 25577 25 91 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
28220 Bacteria_16S 84453 84387 25 aL gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 
28220 Bacteria_16S 87480 87414 25 91 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 
28220 Bacteria_16S 101264 101191 15 89 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
28220 Bacteria_16S 105874 105801 15 89 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
28220 Bacteria_16S 263004 262927 16 94 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 
28220 Bacteria_16S 322109 322036 15 89 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 1686141 1686068 15 89 gi| 219878418 
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Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
28220 Bacteria_16S 1912721 1912648 15 89 gi| 219878255 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 19128 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

28220 Bacteria_16S 1941698 1941625 15 89 gi| 219878234 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 19418 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 1946407 1946334 15 89 gi| 219878231 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 19464 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

28220 Bacteria_16S 2115740 2115667 15 89 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

28220 Bacteria_16S 2120346 2120273 15 89 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

28220 Bacteria_16S 2124843 2124770 15 89 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 2126399 2126326 15 89 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 2285925 2285852 15 89 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 2382594 2382521 15 89 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 2431240 2431174 25 91 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

28220 Bacteria_16S 2451084 2451011 15 89 gi|219857419|ref|NR_025007.1| Laceyella putida 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

28220 Bacteria_16S 2454161 2454088 15 89 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

28220 Bacteria_16S 2551788 2551715 15 89 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 2680112 2680039 15 89 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

28220 Bacteria_16S 2697896 2697823 15 89 gi|219857190|ref|NR_024818.1| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

28220 Bacteria_16S 2699452 2699379 15 89 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 2870308 2870235 15 89 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
28220 Bacteria_16S 2871888 2871815 15 89 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 2873467 2873394 15 89 gi| 219856876 |ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 2876630 2876557 15 89 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
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Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

28220 Bacteria_16S 200395 200323 16 89 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

28220 Bacteria_16S 232543 232470 15 89 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

28220 Bacteria_16S 281161 281089 16 89 gi| 265678873 |ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

28220 Bacteria_16S 334590 334520 25 94 gi|265678838|ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

28220 Bacteria_16S 337700 337630 25 94 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

28220 Bacteria_16S 346877 346805 16 89 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

28220 Bacteria_16S 348346 348274 16 89 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

28220 Bacteria_16S 475005 474929 12 89 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

28220 Bacteria_16S 525471 525401 25 94 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

28220 Bacteria_16S 554489 554419 25 94 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28220 Bacteria_16S 574266 574196 25 94 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

28220 Bacteria_16S 624031 623961 25 94 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

28220 Bacteria_16S 642462 642392 25 94 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

28220 Bacteria_16S 689313 689241 16 89 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 
28220 Bacteria_16S 714734 714664 25 94 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

28220 Bacteria_16S 787312 787242 25 94 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 


beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


Strept 


omycineae; 


28220 Bacteria_16S 802711 802639 16 89 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

28220 Bacteria_16S 831758 831682 12 89 gi| 265678492 |ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

28220 Bacteria_16S 860498 860426 16 89 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

28220 Bacteria_16S 907557 907485 16 89 gi|265678440|ref|NR_028742.1| Desulforhopalus 


singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 
28220 Bacteria_16S 1086370 1086300 25 94 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1100004 1099934 25 94 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 
28220 Bacteria_16S 1204519 1204450 25 94 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
28220 Bacteria_16S 1206026 1205957 25 94 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 


28220 Bacteria_16S 1255740 1255668 16 89 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

28220 Bacteria_16S 1261759 1261689 25 94 gi|219846707|ref|NR_026299.1| Brevibacterium 


mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 


28220 Bacteria_16S 1317601 1317531 25 94 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

28220 Bacteria_16S 1331397 1331327 25 94 gi|219846082|ref|NR_025672.1| Bifidobacterium 


thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 

Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
28220 Bacteria_16S 1591751 1591681 25 94 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1597940 1597870 25 94 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1599488 1599418 25 94 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1601036 1600966 25 94 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1602584 1602514 25 94 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 

Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1753299 1753227 15 88 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
28220 Bacteria_16S 1775863 1775793 25 94 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1938717 1938647 25 94 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 
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28220 Bacteria_16S 3161384 3161312 16 89 gi|219846815|ref|NR_026407.1| Desulfuromonas 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
28220 Bacteria_16S 3200984 3200914 25 94 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

28220 Bacteria_16S 3202424 3202354 25 94 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

28220 Bacteria_16S 3252230 3252160 25 94 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

28220 Bacteria_16S 3329655 3329585 25 94 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

28220 Bacteria_16S 3366389 3366320 25 94 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

28220 Bacteria_16S 3448817 3448747 25 94 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28220 Bacteria_16S 3458098 3458028 25 94 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 


strain DSM 20541 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
28220 Bacteria_16S 3485363 3485293 25 94 gi 
strain DSM 40089 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
28220 Bacteria_16S 3486930 3486860 25 94 gi 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

28220 Bacteria_16S 3491559 3491489 25 94 gi 
mashuensis strain DSM 40221 16S ribosomal RNA, partial 

mashuensis Bacteria; Actinobacteria; Actinobacteridae; 

Streptomycetaceae; Streptomyces. 

28220 Bacteria_16S 3497551 3497482 25 94 gi 
glomerans strain DSM 20642 16S ribosomal RNA, partial s 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae 
Coriobacteriaceae; Coriobacterium. 

28220 Bacteria_16S 3521786 3521714 16 89 gi 
acidigallici strain DSM 2377 16S ribosomal RNA, partial 
acidigallici Bacteria; Proteobacteria; Deltaproteobacte 
Pelobacter. 
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Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 
28220 Bacteria_16S 3741419 3741349 25 94 gi| 219846407 |ref|NR_025998.1 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microt 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Microtetraspora. 
28220 Bacteria_16S 3742882 3742812 25 94 gi|219846406|ref|NR_025997.1 


strain T/457 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 
28220 Bacteria_16S 3745812 3745742 25 94 gi|219846404|ref|NR_025995.1 


strain 104 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
28220 Bacteria_16S 3747270 3747200 25 94 
strain IFO 13155 
Actinobacteria; Actinobacteridae; Actinomycetales; 
28220 Bacteria_16S 3762473 3762401 16 89 
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gi 
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, 
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16S ribosomal RNA, partial sequence 3483983 34854 
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Actinomyc 
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eq 
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219846485 
3629961 36314 


3741557 37429 
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219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
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99 Streptomyces 
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equence 
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quence 
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a; Desul 
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inea 
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osporang 


Geobacteraceae; Geobacte 


28220 Bacteria_16S 3886847 3886775 16 89 gi 
metallireducens strain GS-15 16S ribosomal RNA, partial s 
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ref |NR_025895.1 


halobia Bacteria; 
Nesterenkonia. 
Streptomyces galbus 


’ 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 

ycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Coriobacterium 
1 Coriobacterium 
acterineae; 


Pelobacter 
2 Pelobacter 


elobacteraceae; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


in 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 
Geobacter 


equence 3885428 388697 


3 Geobacter 


metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


Geobacter. 
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eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 
28220 
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neyagawaensis Bac 
Streptomycetaceae 
28220 
diastatochromogen 
diastatochromogen 
Streptomycetaceae 
28220 
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acidiscabies Bact 
Streptomycetaceae 


Bacteria_16S 
n ATCC 14975 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 
ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacteridae; Actin 


Bacteria_16S 
in RL-110 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 


3923339 3923269 25 


; Streptomyces. 
3924920 3924850 25 


; Streptomyces. 
3926501 3926431 25 


; Streptomyces. 
3928081 3928011 25 


; Streptomyces. 
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Bacteria_16S 


ribosomal RNA, 


3929662 3929592 25 


94 


94 


94 


94 


c 


94 


complete sequence 


gi 


gi 


gi 


gi 


omplete 


gi 


complete 


comp 


3928271 39298 


219846279 |ref 


Actinomycetal 
219846278|ref 
lete sequence 


Actinomycet 


219846277 
complete 


ref 
seq 


219846276 
sequence 
Actinomyceta 


ref 


219846275|ref 


sequence 3921948 39234 


3926691 39282 


00 Streptomyces 


NR_025869.1 
7 
es; 


NR_025868.1 

392352 
ales; Strept 
NR_025867.1 
uence 392511 
omycetales; 


NR_025866.1 
2 


les; Strepto: 


NR_025865.1 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 4202413 4202343 25 94 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28220 Bacteria_16S 4203911 4203841 25 94 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 24054 23990 25 89 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28220 Bacteria_16S 48217 48153 25 89 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

28220 Bacteria_16S 63480 63416 25 89 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
28220 Bacteria_16S 113446 113382 25 89 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

28220 Bacteria_16S 115045 114981 25 89 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

28220 Bacteria_16S 195776 195712 25 89 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 

28220 Bacteria_16S 261471 261407 25 89 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 


strain 166 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
Bacteria_16S 
CFN 42 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; 
Bacteria_16S 
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strain 124-2 16S 


bosomal RNA, partial sequence 
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Rhizobi 


gi 


Rhizobiales; Rhizobiaceae; 
345309 345245 25 89 
ribosomal RNA, partial sequence 
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272240 273697 Rhizo 


343905 34542 


biaceae; R 
265678878 


um/Agrobac 
265678828 


0 Rhizobium hainanense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_029184.1| Rhizobium etli strain 
bium etli Bacteria; Proteobacteria; 
terium group; Rhizobium. 

ref|NR_029133.1| Lactobacillus pentosus 
3 Lactobacillus pentosus Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

28220 Bacteria_16S 364559 364495 25 89 gi|265678812|ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
28220 Bacteria_16S 376521 376446 15 91 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28220 Bacteria_16S 393473 393398 15 91 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28220 Bacteria_16S 413537 413473 25 89 gi|265678779|ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

28220 Bacteria_16S 433617 433542 15 91 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28220 Bacteria_16S 551514 551450 25 89 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

28220 Bacteria_16S 563742 563678 25 89 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 


albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 


562358 563851 Acidithiobacillus 


albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
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er. 
Psychrobacter pulmonis 
pulmonis Bacteria; 
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Bacteria_16S 
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ref 
a 

es; 

ref 


R 


ref 
33B 


ref 


ref 


88L 


ref 
ai 


ref 


ref 


ref 


aceae; 


raceae; 


1242462 12438 
ales; 


1269526 12709 
obacterales; 


NR_028747.1 


NR_028730.1 


NR_028663.1 


NR_028658.1 
032165 10337 


NR_028645.1 


NR_028639.1 
059624 10611 
Thermaceae; 
NR_028637.1 
062699 10642 


NR_028633.1 
revundimonas 


NR_028625.1 
NR_028617.1 
actobacillus 


NR_028616.1 
092739 10941 


Rhodospi 
89 gi|265678313|ref|NR_028615.1 
1094243 1 
Acetobacteraceae; 
89 gi|224581425|ref|NR_027206.1 
1122944 1124463 Lactobacillus 
Lactobacillus. 
89 gi| 253680763 |ref|NR_028011.1 
complete sequence 1139586 114102 
Gammaproteobacteria; Salinisphaerales; 
89 gi|219878114|ref|NR_025253.1 


NR_025991.1 


NR_025990.1 


fonema magnum Bacteria; 
fonema. 


NR_026231.1 


Desul 


2 


Lactobacillus. 


1 


3 
; Alicyclobacillus. 


9 
rillales; Acetobacteraceae; 


6 
Phyllobacteriaceae; Mesorhizobium. 


6 
Desulfobacteraceae; 


91 gi|265678514|ref|NR_028817.1| Paenibacillus 
al sequence 796606 798156 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 
89 gi|265678485|ref|NR_028788.1| Marinospirillum 
840981 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
89 gi| 265678477 |ref|NR_028780.1| Desulforegula 
852834 854357 Desulforegula 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
89 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
sequence 871314 872760 Gluconacetobacter 


spirillales; Acetobacteraceae; 


Paenibacillus 


99962 Paenibacillus koreensis 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 
cteraceae; 


fofaba. 
Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 


Lactobacillus 
0 Lactobacillus 


Marinospirillum 


052062 Marinospirillum insulare 
Marinospirillum. 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Alicyclobacillus 
1 Alicyclobacillus 


Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 
Acetobacter. 


Lactobacillus algidus 
algidus Bacteria; 


Acetobacter 
2 Acetobacter 


Acetobacter peroxydans 


095577 Acetobacter peroxydans 


Acetobacter. 
Lactobacillus antri 
antri Bacteria; 


Salinisphaera 
5 Salinisphaera 


Salinisphaeraceae; 


Mesorhizobium 
4 Mesorhizobium 


Desulfonema 


5 Desulfonema 


Desulfonema magnum DSM 
Proteobacteria; 


Caldicellulosiruptor 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; 
Sedis; Caldicellu 


losiruptor. 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Incertae 


28220 Bacteria_16S 
owensensis OL 16S 
Bacteria; 
Sedis; 
28220 


1305435 1305371 25 


Firmicutes; Clostridia; 
Caldicellulosiruptor. 
Bacteria_16S 1325343 1325279 25 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial 
Firmicutes; 
Incertae Sedis; Caldicellulosiruptor. 


kristjanssonii 177R1B Bacteria; 
Family III. 


28220 Bacteria_16S 1354280 1354216 25 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteri 


Gluconacetobacter. 


28220 Bacteria_16S 1391861 1391797 25 


bermudensis HTCC2503 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


HTCC2503 Bacteria; 
28220 Bacteria_16S 
aurantiaca strain 
Bacteria; 
28220 


1399444 1399379 25 


Gemmatimonadetes; 
Bacteria_16S 1406894 1406830 25 


cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
28220 Bacteria_16S 
maritimus strain 
Bacteria; 
28220 


1423605 1423541 25 


Bacteria_16S 1435979 1435904 15 


antarcticus strain 20CM 16S ribosomal RNA, partial sequence 14345 
Paenibacillaceae; 


Bacteria; Firmicutes; 
28220 Bacteria_16S 


Bacillales; 
1446765 1446701 25 


89 


ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


89 


Clostridia; 


89 


89 


89 


T-27 16S ribosomal RNA, partial sequence 
Gemmatimonadales; 


89 


89 


Pi2-20 16S ribosomal RNA, partial sequence 14222 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


91 


89 


strain R7 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


28220 Bacteria_16S 1470861 1470797 25 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


pacificensis Bacteria; 
Psychrobacter. 
28220 Bacteria_16S 


Proteobacteria; 


1478390 1478326 25 


strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillaceae; 


Firmicutes; 
28220 


Lactobacillales; 
Bacteria_16S 1486046 1485982 25 


tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 


28220 Bacteria_16S 1516003 1515939 25 


septentrionale strain SDW 014 16S ribosomal RNA, partial 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 


28220 Bacteria_16S 1582457 1582393 25 


lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; 


28220 Bacteria_16S 1616124 1616060 25 


strain CM243 16S 
28220 


Bacteria_16S 1648036 1647972 25 


strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


28220 Bacteria_16S 1649533 1649469 25 


DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stell 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


28220 Bacteria_16S 1657165 1657101 25 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; 


28220 Bacteria_16S 1681559 1681494 25 


mediatlanticus strain TR 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


mediatlanticus Bacteria; 


28220 Bacteria_16S 1715212 1715147 25 


faecium strain DSM 11690 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


faecium Bacteria; 
Sphingobacterium. 
28220 Bacteria_16S 


Bacteroidetes; 


1718299 1718234 25 


89 


89 gi| 219878440 
Lactobacillus. 
89 gi| 219857250 


89 


89 


89 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


89 


89 


89 


Gemmat imonadaceae; 


gi|219846460 
1304017 13055 
Thermoa 


gi|219878140 
sequence 
Thermoana 


gi|228720330 
sequence 


gi|228716336 

13905 
Parvularc 
gi|228715357 
13980 


gi| 219857143 
Rhod 


gi|224581443 


gi] 224581431 


Paenibacillus 
gi|224581423 
1445391 14468 


gi|224581406 


Pseud 


gi|219878113 
sequence 
Rhi 
gi|219878490 
gi|219878466 
1614821 16162 


gi|219878444 


gi|219878443 


Stella. 
gi|219878437 


Rhizobiales; 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_025279.1| Caldicellulosiruptor 
1323941 1325448 Caldicellulosiruptor 
erobacterales; Thermoanaerobacterales 


ref|NR_027591.1] Gluconacetobacter 
1352934 1354418 Gluconacetobacter 
a; Rhodospirillales; Acetobacteraceae; 


ref|NR_027550.1] Parvularcula 

41 1391995 Parvularcula bermudensis 

ulales; Parvularculaceae; Parvularcula. 

ref|NR_027529.1| Gemmatimonas 

84 1399529 Gemmatimonas aurantiaca T-27 

Gemmatimonas. 

ref|NR_024771.1] Acetobacter 
1405568 1406981 Acetobacter 

ospirillales; Acetobacteraceae; 


ref|NR_027225.1] Psychrobacter 
15 1423690 Psychrobacter maritimus 
oraxellaceae; Psychrobacter. 
ref|NR_027213.1| Paenibacillus 
76 1436085 Paenibacillus antarcticus 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacter. 
ref|NR_027187.1| Psychrobacter 
1469465 1470990 Psychrobacter 
omonadales; Moraxellaceae; 


Psychrobacter arenosus 
arenosus Bacteria; 


ref|NR_025579.1 
22 Lactobacillus 


Lactobacillus spicheri 
spicheri Bacteria; 


ref|NR_024880.1| Mesorhizobium 
1484704 1486179 Mesorhizobium 
Phyllobacteriaceae; 


ref|NR_025252.1| Mesorhizobium 
1514694 1516108 Mesorhizobium 

zobiales; Phyllobacteriaceae; 

Rhodovarius 


ref |NR_025629.1 


sequence 1581111 1582568 Rhodovarius 
Rhodovarius. 


ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
Woodsholea. 

ref|NR_025583.1] Stella vacuolata 

52 Stella vacuolata Bacteria; 

Stella. 
ref|NR_025582.1| Stella humosa strain 
a humosa Bacteria; Proteobacteria; 


ref|NR_025576.1] Ochrobactrum 
1655822 1657274 Ochrobactrum 


Rhizobiales; Brucellaceae; Ochrobactrum. 
89 gi|219878421|ref|NR_025560.1| Vulcanithermus 
1680196 1681676 Vulcanithermus 
Deinococci; Thermales; Thermaceae; Vulcanithermus. 
89 gi|219878398|ref|NR_025537.1| Sphingobacterium 


89 


Sphingobacteriales; 


1713828 1715321 Sphingobacterium 
Sphingobacteriaceae; 


ref Pedobacter saltans 


gi| 219878396 


NR_025535.1 


strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 


Bacteroidetes; Sphingobacteria; 


Sphingobacteriales; 


Sphingobacteriaceae; Pedobacter. 


28220 Bacteria_16S 
strain NF11 16S r 
Proteobacteria; G 
28220 Bacteria_16S 
strain NF23 16S r 
Proteobacteria; G 
28220 Bacteria_16S 
strain LMG 1746 1 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
28220 Bacteria_16S 1751737 1751673 25 89 gi 
strain LMG 1625 1 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
28220 Bacteria_16S 1766943 1766878 25 89 gi 
halodurans strain 34Alc 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
28220 Bacteria_16S 1778955 1778880 15 91 gi 
agaridevorans strain DSM 1355 16S ribosomal RNA, partia 
agaridevorans Bacteria; Firmicutes; Bacillales; Paeniba 
28220 Bacteria_16S 1780505 1780430 15 91 gi 
agarexedens strain DSM 1327 16S ribosomal RNA, partial 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibaci 
28220 Bacteria_16S 1801620 1801545 15 91 gi 
stellifer strain IS1 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
28220 Bacteria_16S 1826274 1826210 25 89 gi 
marincola strain KMM 277 16S ribosomal RNA, partial seq 
marincola Bacteria; Proteobacteria; Gammaproteobacteria 
28220 Bacteria_16S 1827752 1827688 25 89 gi 
submarinus strain KMM 225 16S ribosomal RNA, partial se 
submarinus Bacteria; Proteobacteria; Gammaproteobacteri 
28220 Bacteria_16S 1841478 1841414 25 89 gi 
paraplantarum strain DSM 10667 16S ribosomal RNA, parti 
paraplantarum Bacteria; Firmicutes; Lactobacillales; La 
28220 Bacteria_16S 1846051 1845987 25 89 gi 
strain VC 5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
28220 Bacteria_16S 1873391 1873327 25 89 gi 
strain LUH4616 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
28220 Bacteria_16S 1888838 1888774 25 89 gi 
schindleri strain LUH5832 16S ribosomal RNA, partial se 
schindleri Bacteria; Proteobacteria; Gammaproteobacteri 
28220 Bacteria_16S 1890325 1890261 25 89 gi 
chacoense strain PR5 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
28220 Bacteria_16S 1914211 1914147 25 89 gi 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
28220 Bacteria_16S 1915769 1915694 15 91 gi 
azoreducens strain CM1l 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
28220 Bacteria_16S 1918910 1918846 25 89 gi 
strain DSM 20285 
Firmicutes; Lactobacillales; Lactobacillaceae; 
28220 Bacteria_16S 1943243 1943168 15 91 
strain LMG 18419 
Firmicutes; Bacillales; 
28220 Bacteria_16S 
strain TMW 1.666 16S ribosomal RNA, 
Bacteria; Firmicutes; 
28220 Bacteria_16S 
strain 81H-380. 1 
Proteobacteria; G 


1722887 1722823 25 89 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1724428 1724364 25 89 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1750245 1750181 25 89 gi 


gi 


or 


or 


Ac 


Ac 


en 
al 


1 
ci 


se 
11 


e 
ni 


ue 


v 


qu 
a; 


al 
ct 


YP 


or 


qu 
a; 


e 
le 
na 
nc 


ni 


Pediococ 
gi 


cu 


Paenibacillus 
89 gi 
complete sequence 
Lactobacillales; Lactobacillaceae 
2003006 2002942 25 89 gi 


Paenibacillaceae; 
1944829 1944765 25 


, 


ammaproteobacteria; Enterobacteriales; E 
28220 Bacteria_16S 2018170 2018106 25 89 gi 
strain MCS 25 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
28220 Bacteria_16S 2019642 2019578 25 89 gi 
strain MCS 18 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


YP 


YP 


219878393 
1721510 17230 


219878392 
1723051 17245 


219878374 
6S ribosomal RNA, partial sequence 1748919 17503 


219878373 
6S ribosomal RNA, partial sequence 175041117518 


219878360 


219878351 


219878350 


219878335 


219878318 
219878308 
219878305 


1844748 18461 


219878286 
1872026 18734 


219878273 


219878272 


219878253 


219878252 


219878249 


16S ribosomal RNA, partial sequence 1917484 19190 


219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878232 
219878194 
6S ribosomal RNA, partial sequence 2001636 20 


219878184 
2016867 20 


219878183 
2018337 20 


axellace 


axellace 


etobacte 


etobacte 


ce 17655 
es; Ecto 


sequence 
llaceae; 


quence 


aceae; P 


18002 


nce 
Pseudomo 


ence 
Pseudom 


sequenc 
obacilla 


homonada 


axellace 


ence 
Pseudom 


18889 


s; Phyll 


19128 
dales; M 


e 19143 
bacillus 


Ss. 


19433 
Lactobac 


031 


nterobac 


182 
homonada 
197 


homonada 


28220 Bacteria_16S 2021114 2021050 25 89 gi 
washingtonensis strain MCS06 16S ribosomal RNA, partial s 


219878182 


bacillus. 
219878319 


ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacter. 
ref|NR_025513.1| Acetobacter malorum 
60 Acetobacter malorum Bacteria; 
raceae; Acetobacter. 
ref|NR_025512.1| Acetobacter cerevisiae 
52 Acetobacter cerevisiae Bacteria; 
raceae; Acetobacter. 
ref|NR_025499.1| Alkalilimnicola 
52 1767023 Alkalilimnicola halodurans 
thiorhodospiraceae; Alkalilimnicola. 
ref|NR_025490.1| Paenibacillus 
1777548 1779056 Paenibacillus 
Paenibacillus. 
ref|NR_025489.1 
1779107 178061 
aenibacillus. 
ref|NR_025474.1 
19 1801737 Paenib 


Psychrobacter luti 
luti Bacteria; 

Ts 
Psychrobacter 


fozii Bacteria; 


fozii. 


Paenibacillus 
9 Paenibacillus 


Paenibacillus 
acillus stellifer 


ref|NR_025458.1 
1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 
1826365 182779 
onadales; Moraxe 
ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacillus. 
ref|NR_025444.1| Maricaulis virginensis 
67 Maricaulis virginensis Bacteria; 
ceae; Maricaulis. 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 
1887472 188893 
onadales; Moraxe 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025391.1 
61 1915860 Paenib 
ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Lactobacillus 

3 Lactobacillus 


Acinetobacter parvus 
parvus Bacteria; 
r. 
Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Paenibacillus 
acillus azoreducens 


ref|NR_025372.1 
47 Paenibacillus 


Paenibacillus cookii 
cookii Bacteria; 


ref|NR_025371.1| Lactobacillus frumenti 
98 1944958 Lactobacillus frumenti 

illus. 

ref |NR_025333.1| Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


equence 


teriaceae; Leminorella. 
ref|NR_025323.1| Maricaulis parjimensis 
86 Maricaulis parjimensis Bacteria; 
ceae; Maricaulis. 
ref|NR_025322.1| Maricaulis salignorans 
58 Maricaulis salignorans Bacteria; 
ceae; Maricaulis. 
ref|NR_025321.1| Maricaulis 

2019809 2021230 Maricaulis 


washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


Maricaulis. 


28220 


strain ATCC 15257 
Bacteria; 


28220 


strain ATCC 15253 


28220 


hesperidum strain 
Bacteria; 


28220 


strain KK19 16S r 
Firmicutes; 


28220 


xylanilyticus str 
xylanilyticus Bac 


28220 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


28220 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


28220 


strain YKJ-103 16 


28220 


pantheris strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


pantheris Bacteria; 


28220 


daejeonensis stra 
daejeonensis Bact 


28220 


kribbensis strain 
Bacteria; 


28220 


strain CCBAU 7104 
Bacteria; 
Rhizobium. 


28220 


venustensis strai 
Bacteria; 


28220 


strain Pl 16S rib 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, 
Bacillales; 


eria; 


Firmicutes; 


2022601 2022537 25 


2024092 2024028 25 


2033053 2032978 15 


2048591 2048516 15 


2071554 2071479 15 


ain XE 16S ribosomal RNA, 
teria; 


Firmicutes; 
2098976 2098912 25 


2108106 2108042 25 
Proteobacteria; 


2176286 2176222 25 


2197505 2197441 25 


2226169 2226094 15 


Firmicutes; 
2227730 2227655 15 


Bacillales; 
2245896 2245832 25 


2264450 2264386 25 


2269125 2269061 25 


2335664 2335600 25 


89 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


89 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


91 


91 


complete sequence 
Paenibacillaceae; 


Paeni 
91 
comp 


Bacillales; 


89 


in NL21 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


89 


ain MVAB Hexl 16S ribosomal RNA, 
teria; 


Gammapr 


89 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


89 


LMG 21017 16S ribosomal RNA, c 


Firmicutes; Lactobacillales; 


91 


in AM141 16S ribosomal RNA, partial sequence 
Bacillales; 


91 


AM49 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


89 


2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


89 


n IS04 16S ribosomal RNA, partial sequence 22630 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


89 


osomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 


89 


strain DM12 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


28220 


granivorans strain A30 16S ribosomal RNA, partial sequence 


Bacteria; Paenibacillaceae; 


28220 


sulfonivorans str 
Bacteria; 


28220 


strain MT-1077 16 
Firmicutes; 


28220 


chinjuensis strai 
Bacteria; 


28220 


strain CCUG 43179 
Bacteria; 


28220 


strain DSM 12769 


28220 


johannae strain C 
johannae Bacteria; 
Gluconacetobacter. 


28220 


strain ACCC 19665 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Lactobacillales; 


16S ribosomal RNA, 
Firmicutes; 


2346199 2346124 15 


Bacillales; 
2350648 2350584 25 


2405368 2405304 25 


2432790 2432715 15 


Bacillales; 
2466196 2466132 25 


Lactobacillales; 


2506866 2506801 25 


2509897 2509833 25 


2624073 2624009 25 


91 


89 


ain S1 16S ribosomal RNA, partial sequence 23493 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


S ribosomal RNA, partial sequence 
Lactobacillaceae; 


n WN9 16S ribosomal RNA, partial sequence 
Firmicutes; 


16S ribosomal RNA, partial sequence 2505486 25069 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodos 


89 


FN-Cf£55 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospir 


89 


gi|219878181 


gi|219878180 


gi|219878174 


gi| 219878160 
bacillus. 
gi| 219878143 
lete sequence 
Paenibacillaceae; 
gi| 219878123 


gi|]219878115 
oteobacteria; 


gi|219857616 
2174910 21764 


219857601 
sequence 


gi 
omplete 

gi| 219857582 
Paenibacillaceae; 

gi| 219857581 
22263 
Paenibacillus 
gi| 219857569 
22445 


gi| 219857557 


gi|219857554 
2267708 22692 


gi|219857505 
2334350 23357 


219857497 

23447 

Paenibacillus 
gi|219857494 


gi 


Hypho: 
89 gi| 219857457 
2403965 24054 
Lactobacillus. 
91 gi| 219857436 
24314 
Paenibacillaceae; Paenibacillus. 
89 gi| 219857406 
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Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


28220 Bacteria_16S 2631751 2631687 25 89 gi|219857238|ref|NR_024866.1| Methylarcula terricola 
strain hl 16S ribosomal RNA, partial sequence 2630432 2631792 Methylarcula terricola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 

28220 Bacteria_16S 2644025 2643950 15 91 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
28220 Bacteria_16S 2674030 2673966 25 89 gi| 219857207 |ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


28220 Bacteria_16S 2705524 2705460 25 89 gi|219857185|ref|NR_024813.1| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

28220 Bacteria_16S 2710041 2709977 25 89 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

28220 Bacteria_16S 2715944 2715880 25 89 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 


okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 


28220 Bacteria_16S 2723573 2723498 15 a1 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

28220 Bacteria_16S 2762404 2762340 25 89 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

28220 Bacteria_16S 2779138 2779063 15 91 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28220 Bacteria_16S 2786618 2786543 15 91 gi|219857126|ref|NR_024754.1| Alicyclobacillus 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


28220 Bacteria_16S 2810645 2810581 25 89 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

28220 Bacteria_16S 2825691 2825627 25 89 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

28220 Bacteria_16S 2928395 2928331 25 89 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

28220 Bacteria_16S 2929871 2929807 25 89 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 


strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 
28220 Bacteria_16S 2937386 2937322 25 89 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 

Acidiphilium. 


28220 Bacteria_16S 2946546 2946482 25 89 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

28220 Bacteria_16S 2967654 2967590 25 89 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

28220 Bacteria_16S 2998159 2998095 25 89 gi|219846925|ref|NR_026517.1| Acidithiobacillus 
caldus strain KU 16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 

28220 Bacteria_16S 3004344 3004280 25 89 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
28220 Bacteria_16S 3026843 3026779 25 89 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
28220 Bacteria_16S 3119026 3118962 25 89 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
28220 Bacteria_16S 3132423 3132359 25 89 gi|219846834|ref|NR_026426.1| Mesorhizobium 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 131100 3132536 Mesorhizobium 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 
28220 Bacteria_16S 3300766 3300702 25 89 gi| 219846721 |ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 


Ww 


28220 Bacteria_16S 3305452 3305388 25 89 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

28220 Bacteria_16S 3306992 3306928 25 89 gi|219846717|ref|NR_026309.1| Lactobacillus oris 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

28220 Bacteria_16S 3375372 3375308 25 89 gi|219846667|ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

28220 Bacteria_16S 3383060 3382996 25 89 gi| 219846661 |ref|NR_026253.1| Methylophaga 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 3383157 Methylophaga 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

28220 Bacteria_16S 3384598 3384534 25 89 gi|219846660|ref|NR_026252.1| Methylophaga marina 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methylophaga marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

28220 Bacteria_16S 3390562 3390497 25 89 gi|219846652|ref|NR_026244.1| Meiothermus 
chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

28220 Bacteria_16S 3419233 3419169 25 89 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

28220 Bacteria_16S 3420788 3420724 25 89 gi|219846631|ref|NR_026223.1| Pseudoalteromonas 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

28220 Bacteria_16S 3423750 3423686 25 89 gi|219846629|ref|NR_026221.1| Pseudoalteromonas 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

28220 Bacteria_16S 3426711 3426647 25 89 gi|219846627|ref|NR_026219.1| Pseudoalteromonas 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 3426769 Pseudoalteromonas 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

28220 Bacteria_16S 3438174 3438110 25 89 gi|219846618|ref|NR_026210.1| Acinetobacter 
radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

28220 Bacteria_16S 3439684 3439620 25 89 gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii 
DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

28220 Bacteria_16S 3441193 3441129 25 89 gi|219846616|ref|NR_026208.1| Acinetobacter junii 
strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

28220 Bacteria_16S 3442703 3442639 25 89 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

28220 Bacteria_16S 3444212 3444148 25 89 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
28220 Bacteria_16S 3540109 3540034 15 91 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 3543236 3543161 15 91 gi|219846548|ref|NR_026140.1| Bacillus clausii 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 3554000 3553936 25 89 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

28220 Bacteria_16S 3555531 3555467 25 89 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

28220 Bacteria_16S 3570658 3570594 25 89 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

28220 Bacteria_16S 3575204 3575140 25 89 gi|219846526|ref|NR_026118.1]| Gluconobacter oxydans 


strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 
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28220 Bacteria_16S 3684644 3684580 25 89 gi| 219846448 |ref|NR_026039.1 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
28220 Bacteria_16S 3801476 3801412 25 89 gi| 219846362 |ref|NR_025953.1 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
28220 Bacteria_16S 3862178 3862114 25 89 gi|219846321|ref|NR_025911.1 
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aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 


28220 


strain ATCC 29799 
Bacteria; 


28220 


ehimensis strain 


Bacteria_16S 


Bacteria_16S 


ehimensis Bacteria; 


28220 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


28220 


strain Z 4493 16S 
Firmicutes; 


28220 


colombiense DSM 1 
12261 Bacteria; Synergistetes; 


28220 


aerophilus strain 
aerophilus Bacter 


28220 


strain DSM 12272 
Firmicutes; 


28220 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


28220 


DSM 10228 16S rib 
Firmicutes; 


28220 


strain DSM 3662 1 
Firmicutes; 


28220 


strain DSM 8239 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteroidetes; 


Firmicutes; 


acteria; 


Clostridia; 


ia; 


Clostridia; 


teria; 


Clostridia; 


4193510 4193446 25 
Bacteroidia; 


4199447 4199372 15 


19450 19386 25 
633240 633162 15 

Clostridiales; 
1201444 1201380 26 
1906739 1906675 25 


Bacteroidetes; 
2531112 2531034 15 


Clostridiales; 
3066444 3066380 25 


Bacteroidetes; 
3265792 3265714 15 


Clostridiales; 
3274891 3274813 15 


Clostridiales; 
3276400 3276322 15 


Bacillales; 


Bacteroidetes; 


Synergistia; 


89 


91 


88 


94 


ribosomal RNA, partial sequence 
Eubacteriaceae; 


89 


88 


94 


88 


94 


osomal RNA, partial sequence 
Clostridia; 


94 


94 


gi 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


gi 


gi 


train AA718 16S ribosomal RNA, partial 
Sphingobacteria; 


gi 


gi 


2261 16S ribosomal RNA, partial sequence 
Synergistales; 


gi 


gi 


gi 


gi 


Clostridiaceae; 


Ba 


219846080 


219846076 


KCTC 3748 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


I/26Corl 16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; 


219857357 


219846878 


ain 1187 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Sphingobacteriales; 


Clostridium. 


Sphingobacteriales; 


ref|NR_025670.1| Bacteroides capillosus 


4192139 4193621 Bacteroides capillosus 
cteroidaceae; 


Bacteroides. 
NR_025666.1| Paenibacillus 
198059 4199510 Paenibacillus 


ref 


rs 


Paenibacillus. 
265679051|ref|NR_029359.1| Hymenobacter 
sequence 18082 19577 Hymenobacter 


Flexibacteraceae; 


265678629 |ref|NR_028934.1| Acetobacterium tundrae 
631874 633351 Acetobacterium tundrae Bacteria; 
Acetobacterium. 
228715386 |ref|NR_027531.1| Aminobacterium 
1200061 1201579 Aminobacterium colombiense DSM 
Synergistaceae; Aminobacterium. 
219878259 |ref|NR_025398.1| Hymenobacter 


1905456 1906817 Hymenobacter 
Flexibacteraceae; Hymenobacter. 


ref|NR_024945.1| Clostridium gasigenes 


16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Clostridiaceae; 


ref|NR_026470.1| Hymenobacter 
3065078 3066522 Hymenobacter 
Flexibacteraceae; 


219846744|ref|NR_026336.1| Clostridium vincentii 
3264433 3265896 Clostridium vincentii Bacteria; 

Clostridium. 

219846738 |ref|NR_026330.1| Eubacterium callanderi 


gi 


gi 


219846737 


Eubacterium. 


6S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
Eubacteriaceae; 


ref|NR_026329.1| Acetobacterium bakii 


6S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

28220 Bacteria_16S 3277919 3277841 15 94 gi|219846736|ref|NR_026328.1| Acetobacterium 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

28220 Bacteria_16S 3279428 3279350 15 94 gi|219846735|ref|NR_026327.1| Acetobacterium 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

28220 Bacteria_16S 52912 52839 15 89 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

28220 Bacteria_16S 102831 102758 15 89 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

28220 Bacteria_16S 456800 456727 15 89 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

28220 Bacteria_16S 498007 497934 15 89 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 


halichoeri Bacter 


28220 


Bacteria_16S 


ia; 


Firmicutes; 
511807 511734 15 


Lactobacillales; 


89 


strain Tf 16S rib 


osomal RNA, partial sequence 


Strep 


gi 


265678711 


510382 51190 


tococcaceae; Streptococcus. 


ref|NR_029016.1| Geobacillus debilis 
6 Geobacillus debilis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

28220 Bacteria_16S 513351 513278 15 89 gi|265678710|ref|NR_029015.1| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

28220 Bacteria_16S 776605 776532 15 89 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 


strain HKU4 16S r 
Firmicutes; Lacto 
28220 
mexicanus strain 

Bacteria; Proteob 
28220 
strain E6844 16S 

Firmicutes; Lacto 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
858946 858869 11 89 gi 
acteria; Deltaproteobacteria; 
898280 898207 15 89 
ribosomal RNA, partial sequence 


gi 


Lupl 16S ribosomal RNA, partial sequence 


bacillales; 


28220 


Bacteria_16S 


Enterococcaceae; 


916864 916791 15 


775183 77669 
Streptococcus. 


265678473 
85752 


Desulfovibrionales 


265678446 


896853 89837 


Enterococcus. 


89 


gi 


265678434 


4 Streptococcus 


ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref |NR_028748.1 
6 Enterococcus 


sinensis Bacteria; 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Enterococcus avium 


avium Bacteria; 


ref|NR_028736.1] Streptococcus 


intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 


Bacteria; Firmicu 


tes; 


Lactobacillales; 


Streptococcaceae; 


Streptoc 


occus; Streptococcus anginosus group. 


28220 


pseudoavium strai 
pseudoavium Bacte 


28220 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae; 


28220 


strain T7 16S rib 
Firmicutes; 


28220 


strain SK3 16S ri 
Firmicutes; 


28220 


pneumoniae strain 
pneumoniae Bacter 


28220 


strain NS51 16S r 
Firmicutes; 


28220 


danicus strain DB 
Bacteria; 


28220 


ryukyuensis strai 
ryukyuensis Bacte 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ria; 


Bacillales; 
bosomal RNA, 
Lactobacillales; 
ia; 
ibosomal RNA, 
Lactobacillales; 


Firmicutes; 


ria; 


963302 963229 15 


Firmicutes; 
969368 969286 12 


1009206 1009140 25 


Bacillaceae; 
1021403 1021330 15 


1022956 1022883 15 


1024527 1024454 15 


1035154 1035081 15 


Bacillales; 
1056458 1056385 15 


Firmicutes; 
1118267 1118194 15 


Bacillales; 


89 
n 47-16 16S ribosomal RNA, partial sequence 
Lactobacillales; 
94 
rain YC75 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
91 
osomal RNA, partial sequence 
Bacillus. 
89 
complete sequence 
Streptococcaceae; 
89 
ATCC 33400 16S ribosomal RNA, 


Firmicutes; Lactobacillales; 


89 


complete sequence 
Streptococcaceae; 


89 


4 16S ribosomal RNA, partial sequence 
Paenibacillaceae; Ane 


89 


89 


gi| 265678403 


gi| 265678398 


gi| 265678372 


1007814 10092 


gi| 265678364 


Streptococcus. 
gi| 265678363 


complete sequence 
Streptococcaceae; 


gi| 265678362 


Streptococcus. 
gi| 265678355 


gi| 265678340 


n 015-7 16S ribosomal RNA, partial sequence 
Bacillaceae; 


gi| 265678297 


Enterococcaceae; 


Actino: 


1019984 10214 


1023111 10246 


10337 
urinibacillus 


Parali 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


mycetales; 


95 Streptococcus 

1021546 10230 
Streptococcus 
30 Streptococcus 


71 1035187 Aneur 


1055053 10565 
obacillus. 


NR_028674.1 
NR_028666.1 
NR_028665.1 


6 


NR_028664.1 


NR_028657.1 
group; 
NR_028642.1 
5 


NR_028598.1 


ref|NR_028705.1] Enterococcus 
961894 963406 Enterococcus 
Enterococcus. 

ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 


Streptomycineae; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Aneurinibacillus 


inibacillus danicus 
Aneurinibacillus. 


Paraliobacillus 
2 Paraliobacillus 


Streptococcus pyogenes 


strain I-273 16S 
Firmicutes; 


Lacto 


ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 


1116890 1118282 Streptococcus 
Streptococcus. 


pyogenes Bacteria; 


28220 


Bacteria_16S 


1195418 1195345 15 


89 


gi| 228715634 


ref 


NR_027536.1 


Carboxydibrachium 


pacificum DSM 126 


DSM 12653 Bacteri 


Carboxydibrachium. 


a; Firmicutes; Clostridia; 


53 16S ribosomal RNA, partial sequence 
Thermoanaer 


28220 


gallinaceus strai 
gallinaceus Bacte 


28220 


strain 2DT 16S ri 
Firmicutes; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


1194029 1195514 Carboxydibrachium pacificum 
obacterales; 


Thermoanaerobacteraceae; 


dysgalactiae subs 


1225565 1225492 15 89 gi|219878314|ref|NR_025453.1]| Streptococcus 
n CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
ria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1297790 1297717 15 89 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
bosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Bacillaceae; Bacillus. 
1323800 1323727 15 89 gi| 228715345 |ref|NR_027517.1| Streptococcus 
p- dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 
28220 
pseudopneumoniae 
pseudopneumoniae 
28220 
strain LMG 21727 
Firmicutes; Lacto 


Bacteria_16S 


Bacteria_16S 


Streptococcus. 

1411412 1411339 15 89 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1588688 1588615 15 89 gi 


bacillales; Enterococcaceae; 


28220 Bacteria_16S 1610207 1610134 15 89 gi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, 
equi subsp. ruminatorum Bacteria; Firmicutes; 

28220 Bacteria_16S 1745774 1745701 15 89 gi 


strain ATCC 19645 
Firmicutes; Lacto 
28220 
entericus strain 

entericus Bacteri 
28220 
strain m2661/98/1 
Firmicutes; Lacto 
28220 
strain ET-5b 16S 

Firmicutes; Bacil 
28220 
strain LMG 12370 

Firmicutes; Bacil 
28220 
hydrothermalis st 


Bacteria_16S 
CECT 5353 16S ribosomal RNA, partial sequence 
Streptococcaceae; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
1765485 1765412 15 89 gi 


a; Firmicutes; Lactobacillales; 


ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 
2039203 2039130 15 89 gi 
lales; Bacillaceae; Virgibacillus. 


2164048 2163971 11 89 gi 


hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; 
Desulfovibrio. 
28220 Bacteria_16S 2259760 2259687 15 89 gi 


strain ATCC 29178 
Firmicutes; Lacto 


16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 


224581432 
sequence 


219878486 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococcus. 


219878470 


219878377 


219878361 


1967755 19691 
Incertae Sedis; 


219878169 


16S ribosomal RNA, partial sequence 2037802 20393 


219857626 


rain AM13 16S ribosomal RNA, partial sequence 


219857560 


Streptococcaceae; 


partial sequence 


Lactobacillales; Streptococcaceae; 


17443 
Streptococcus. 


Thermicanus. 


Desulfovibrionales; 


ref|NR_027214.1] Streptococcus 

1410019 1411486 Streptococcus 
Streptococcus. 
ref|NR_025625.1| Enterococcus italicus 
92 Enterococcus italicus Bacteria; 
ref|NR_025609.1 
160886 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 


ref|NR_025516.1| Streptococcus ratti 
69 1745812 Streptococcus ratti Bacteria; 
ref|NR_025500.1] Streptococcus 


1764167 176550 
Streptococcus. 


1 Streptococcus 


1961571 1961498 15 89 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
bacillales; Enterococcaceae; Vagococcus. 
1969159 1969086 15 89 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


ref|NR_025308.1 
07 Virgibacillus 
ref Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


NR_025215.1 
162629 216416 


ND 


ref|NR_025148.1| Streptococcus iniae 


2258345 2259880 Streptococcus iniae Bacteria; 


Streptococcus. 


28220 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


28220 


dechloracetivoran 
dechloracetivoran 


Bacteria_16S 


Bacteria_16S 


Desulfovibrionaceae; 


28220 


yonseiensis strai 
Bacteria; 


28220 


didelphis strain 
didelphis Bacteria; 


28220 


strain ATCC 43186 
Firmicutes; 


28220 


strain ATCC 51266 
Firmicutes; 


28220 


parasanguinis str 
parasanguinis ATC 


28220 


sanguinis strain 
sanguinis Bacteria; 


28220 


desulfurans strai 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


desulfurans Bacteria; 


28220 


hydrogeniphila st 
hydrogeniphila Ba 


28220 


strain 176 16S ri 
Firmicutes; 


28220 


strain DSM 3670 1 
Firmicutes; 


28220 


raffinosus strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


raffinosus Bacteria; 


28220 


strain lacT 16S r 
Proteobacteria; 


28220 


strain m1134/97/1 
Firmicutes; 


28220 


thoraltensis stra 
Bacteria; 


28220 


africanus strain DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Desulfovibrio. 


28220 


strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 


Firmicutes; Bacillales; 


28220 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


28220 


muriaticus strain 
Bacteria; 


28220 


strain SRL4225 16 
Proteobacteria; 


28220 


strain ON59 16S r 
Firmicutes; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 
erium. 


s Bacteria; 
Desulfovibrio. 


Firmicutes; 


Lactobacillales; 


Lactobacillales; 


C 15912 Bacteria; 


Firmicutes; 


Lactobacillales; 


Bacillales; 


Firmicutes; 


Lactobacillales; 


2262923 2262846 11 


2356802 2356725 11 


2388693 2388620 15 


Clostridia; 


2417775 2417702 15 


2590206 2590133 15 


2593359 2593286 15 


2664936 2664863 15 


2666498 2666425 15 


2704072 2704009 27 


2728215 2728152 25 


2963082 2963009 15 


3001271 3001198 15 


Bacillaceae; 


3025434 3025361 15 


3043723 3043646 11 


3070909 3070836 15 


3217468 3217395 15 


Lactobacillales; 
3243282 3243205 11 


3610386 3610313 15 


Planococcaceae; 
3768347 3768270 11 


3897735 3897662 15 
Lactobacillales; 
4065451 4065374 11 


4118271 4118198 15 


4243319 4243246 15 


Firmicutes; 


Streptococcaceae; 


89 


train SL6 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


89 


s strain SF3 16S ribosomal RNA, partial 
Proteobacteria; 


89 


n KB1 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


89 


W94-11374-1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


89 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


89 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


89 


ain ATCC 15912 16S ribosomal RNA, partial sequen 
Lactobacillales; § 


ATCC 10556 16S ribosomal RNA, partial 
Lactobacillales; 


89 gi| 219857213 
sequence 

Streptococcaceae 

89 gi| 219857186 


n St55B 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


87 


rain 29W 16S ribosomal RNA, partial sequence 
cteria; Aquificae; Aquificales; Hydrogenothermac 


89 


bosomal RNA, partial sequence 
Streptococcaceae; 


89 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


89 


1789-79 16S ribosomal RNA, partial sequence 
Lactobacillales; 


89 


ibosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales; 


89 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


89 


in S69 16S ribosomal RNA, partial sequence 32160 
Streptococcaceae; 


89 


89 


Planococcus. 
89 


SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteria; 


X-1 16S ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales; 


ibosomal RNA, partial sequence 
Lactobacillales; 


Thermodesulfobac 


Deltaproteobacteria; 


Enterococcus. 


Enterococcus. 


Deinococci; 


Streptococcus. 


Enterococcaceae 


Vagococcus. 


gi|219857558 


219857490 
sequence 


gi 


219857468 
23873 


gi 


gi|219857448 


Streptococcaceae; Streptococcus. 


9857275 
25888 


gi]21 


219857273 
25919 


gi 


gi|219857214 


Thermales; 


gi|219857169 


gi| 219856815 
2961676 29631 


gi| 219846923 


gi|219846907 


gi|219846894 
3042319 30437 
Desulfov 
219846875 
30695 


gi 


gi| 219846776 


Streptoc 


gi| 219846759 


Desulfov 


gi|219846499 


219846386 
sequence 


gi 


Desulfovibrionales; 


ref |NR_025146.1 
2261503 226299 
teriales; 


ref|NR_025078.1 
2355381 235691 


ref|NR_025056.1 


ref |NR_025036.1 
2416361 241786 


ref|NR_024906.1 


ref|NR_024904.1 


ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 
2665089 266654 
; Streptococcus. 
ref|NR_024814.1 

2702689 270407 
Thermaceae; 
ref |NR_024797.1 

2726822 272832 
eae; Persephonel 
ref|NR_024634.1 
71 Streptococcus 


ref|NR_026515.1 


ref |NR_026499.1 
3024035 302545 
; Enterococcus. 
ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026467.1 
11 3070973 Vagoco 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026351.1 

3241884 324339 
ibrionales; Desu 


ref|NR_026091.1 


ref|NR_025977.1 
3766971 376838 
Des 


ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025729.1 
54 Streptococcus 


marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 


marimammalium Bacteria; 


Firmicutes; 


89 gi| 219846297 

38963 

Enterococcaceae; Tetrageno 

89 gi| 219846176 

4064043 40655 

Desulfov 

89 gi| 219846139 

4116858 41183 
Streptococcus. 

89 gi|219846040 

Lactobacillales; Streptococca 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


Thermodesulfobacteriaceae; 


Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionales; 


Thermoanaerobacter 


07 2388807 Thermoanaerobacter yonseiensis 
Thermoanaerobacteraceae; 


Thermoanaerobacter. 
Streptococcus 
5 Streptococcus 


Enterococcus mundtii 


00 2590328 Enterococcus mundtii Bacteria; 


Enterococcus dispar 


38 2593451 Enterococcus dispar Bacteria; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Oceanithermus 
1 Oceanithermus 


Oceanithermus. 


Persephonella 
8 Persephonella 
la. 

Streptococcus porcinus 
porcinus Bacteria; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Enterococcus 
9 Enterococcus 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Vagococcus lutrae 
ccus lutrae Bacteria; 


Streptococcus 
ococcus thoraltensis 


Desulfovibrio 
3 Desulfovibrio 


lfovibrionaceae; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Tetragenococcus 
enococcus muriaticus 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Streptococcus minor 
minor Bacteria; 


ref|NR_025630.1 
4241925 424342 
ceae; Streptococ 


Streptococcus 
4 Streptococcus 
cus. 


28220 


cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 


28220 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 


28220 


strain 653 16S ri 
Firmicutes; 


28220 


strain M069 16S r 


28220 


sulfidoxydans str 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


1365 1295 25 94 gi|265679063|ref|NR_029371.1| Saccharomonospora 
34 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

2904 2834 25 94 gi|265679062|ref|NR_029370.1| Saccharomonospora 
28 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

27118 27049 25 94 gi|265679046|ref|NR_029354.1| Clostridium roseum 
bosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 

Clostridiales; Clostridiaceae; Clostridium. 

46671 46601 25 94 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 

ibosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

72546 72476 25 94 gi|265679016|ref|NR_029324.1| Pseudonocardia 

ain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 


sulfidoxydans Bac 


Pseudonocardiaceae; 


28220 


asaccharolytica s 
asaccharolytica B 


Bacteria_16S 


Pseudonocardiaceae; 


28220 


strain IMMIB D-13 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Tsukamurella. 

28220 Bacteria_16S 108843 108773 25 94 gi| 265678990 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Mycobacteriaceae; Mycobacterium. 

28220 Bacteria_16S 110335 110265 25 94 gi| 265678989 


Bacteria_16S 


Pseudonocardia. 


74110 74040 25 


Pseudonocardia. 
104323 104253 25 


G33 16S ribosomal 
Actinobacteridae; 
28220 
vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 
28220 
ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 
28220 
cellulans strain 


cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Promicromonospora 
28220 
strain 136 16S ri 


Bacteria_16S 


Bacteria_16S 


RNA, partial sequence 
116591 116521 25 
n PYR-1 


Mycobacterium. 
118145 118075 25 
cTc 791 
e; Corynebacterium. 
119666 119596 25 


teria; Actinobacteria; Actinobacterida 


94 gi 


train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 


94 gi 


21 16S ribosomal RNA, partial sequence 


108968 110448 Kocur 
Actinomycetales; Micrococcineae; Micr 
Bacteria_16S 


94 gi 


16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


94 gi 


0 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 


94 gi 


DSM 43879 16S ribosomal RNA, partial s 


265679015 
equence 
dae; Actin 


265678994 
10297 


ococcaceae 
265678985 
uence 
Actinomyc 


265678984 
quence 
tinomyceta 


265678983 
equence 


e; Actinomycetales; 


neba 


ref 


tale 


ref 


6 104435 Tsuka 


107522 10891 


cterineae; 


NR_029298.1 
q 
s; Corynebac 


NR_029297.1 


Pseudonocardineae; 


ref |NR_029323.1| Pseudonocardia 

72731 74244 Pseudonocardia 
omycetales; Pseudonocardineae; 
ref |NR_029302.1| Tsukamurella pulmonis 


murella pulmonis 
Tsukamurellaceae; 


Mycobacterium 
Mycobacterium 
terineae; 


Kocuria varians strain 


ia varians Bacteria; Actinobacteria; 


Bacteria_16S 


Cellulosimicrobium. 
121167 121097 25 


ceae; 


bosomal RNA, partial sequence 


94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28220 
ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 

28220 
strain 27 16S rib 


Bacteria_16S 


Bacteria_16S 


134926 134856 25 


137872 137802 25 


osomal RNA, partial sequence 


94 gi 


n NC 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


94 gi 


136495 13800 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28220 
strain ST26 16S r 


Bacteria_16S 


139431 139361 25 


ibosomal RNA, partial sequence 


94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28220 
strain ST50 16S r 


Bacteria_16S 


140960 140890 25 


ibosomal RNA, partial sequence 


94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28220 
strain 55134 16S 


28220 
helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 
28220 


Bacteria_16S 


145478 145408 25 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


intestinale strai 
intestinale Bacte 


28220 


Bacteria_16S 


Bacteria_16S 


94 gi 


119823 12132 


138055 13953 


139582 14105 


144082 14559 


265678982 


ococcineae 
265678973 
ce 13354 
ales; 


265678971 


ococcineae 
265678970 


ococcineae 
265678969 


ococcineae 
265678966 


; Kocuria. 
ref |NR_029293.1| Mycobacterium 
115240 116730 Mycobacterium 
etales; Corynebacterineae; 
ref|NR_029292.1| Corynebacterium 
116781 118270 Corynebacterium 
les; Corynebacterineae; 
ref|NR_029291.1| Cellulosimicrobium 
118321 119772 Cellulosimicrobium 
ales; Micrococcineae; 
ref|NR_029290.1| Cellulomonas uda 


2 Cellulomonas uda Bacteria; 

; Cellulomonadaceae; Cellulomonas. 
ref|NR_029281.1] Arthrobacter 

6 135015 Arthrobacter ureafaciens 


Micrococcineae; Micrococcaceae; 


ref|NR_029279.1| Oerskovia turbata 

4 Oerskovia turbata Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_029278.1| Sanguibacter suarezii 
1 Sanguibacter suarezii Bacteria; 

; Sanguibacteraceae; Sanguibacter. 
ref|NR_029277.1| Sanguibacter inulinus 
8 Sanguibacter inulinus Bacteria; 

; Sanguibacteraceae; Sanguibacter. 
ref|NR_029274.1| Jonesia denitrificans 
5 Jonesia denitrificans Bacteria; 


Micrococcineae; Jonesiaceae; Jonesia. 
160745 160675 25 94 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
SM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
162232 162163 25 94 gi|265678955|ref|NR_029263.1| Clostridium 
n Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
163683 163613 25 94 gi|265678954|ref|NR_029262.1| Brevibacterium 


epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 
28220 


28220 


argentinense stra 


28220 
strain McClung 20 


28220 


28220 
strain IP 2227 16 


Bacteria_16S 
chartatabidum str 


198753 198684 25 94 gi 


208172 208103 25 94 gi 


209726 209657 25 94 gi 


211277 211208 25 94 gi 


212833 212764 25 94 gi 
S ribosomal RNA, partial sequence 


ain 163 16S ribosomal RNA, partial seq 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostri 
Bacteria_16S 
in ATCC 27322 16S ribosomal RNA, parti 
argentinense Bacteria; Firmicutes; Clostridia; Clostrid 
Bacteria_16S 


al sequenc 


04 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
Bacteria_16S 
beijerinckii stra 


20835 


in McCoyA 67 16S ribosomal RNA, partia 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostrid 
Bacteria_16S 


1 sequence 


211461 21296 


ref |NR_029239.1 
ref |NR_029232.1 
ref |NR_029231.1 
Clostridium. 


ref |NR_029230.1 


ref |NR_029229.1 


197405 198934 
Clostridiaceae; Cl 


e 206801 208304 
Clostridiaceae; Clo 


5 209857 Clostr 


209908 211410 
Clostridiaceae; Clo 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


28220 


genavense strain 2289 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 
28220 


28220 
aichiense strain 


Bacteria; Actinob 


Mycobacterium. 
28220 
strain 47001 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


28220 
strain 358 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


28220 
coprophilus strai 
coprophilus Bacte 
Rhodococcus. 
28220 
aerodenitrificans 
aerodenitrificans 
Microvirgula. 
28220 
strain MCRL 0044 


28220 
subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 
28220 
strain W 1471 16S 
Firmicutes; Clost 
28220 
A strain ELTDK 10 
Bacteria; Firmicu 
28220 
strain S-182 16S 
Firmicutes; Lacto 
28220 
japonicum strain 
japonicum Bacteri 
Cryptosporangium. 
28220 
strain DSB MGU 15 


28220 
strain YIM 70081 


Bacteria_16S 


222023 221953 25 


gi| 265678915 |ref 


NR_029223.1 


Bacteria_16S 
strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
49005 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


226504 226434 25 94 gi 


228011 227941 25 94 gi 


229517 229447 25 94 gi 
ribosomal RNA, partial sequence 


231025 230955 25 94 gi 
bosomal RNA, partial sequence 


246544 246474 25 94 gi 


249664 249603 25 86 gi 


266049 265979 25 94 gi 


269049 268979 25 94 gi 


ae; Thermomonosporaceae; Actinomadura. 
282638 282569 25 94 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
314677 314608 25 94 gi 
3 16S ribosomal RNA, partial sequence 


340841 340777 25 89 gi 
ribosomal RNA, partial sequence 


343747 343677 25 94 gi 


349774 349704 25 94 gi 


360039 359969 25 94 gi 


28220 


361585 361515 25 94 gi 


65 


225125 226581 Mycobacterium 


ineae; Mycobacteri 


228138 229595 Mycobacterium 


Corynebacterineae; Mycobacteri 


229646 231103 Mycobacterium 


Corynebacterineae; Mycobacteri 


strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


al sequence 248268 249768 
acteria; Neisseriales; Nei 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 


rtial sequence 267723 
nobacteridae; Actinomyceta 


281272 28276 


313315 314767 Clostr 
tes; Clostridia; Clostridiales; Clostr 
Bacteria_16S 
339450 34088 
bacillales; Lactobacillaceae; Pediococ 
Bacteria_16S 
YU 636-3 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae 


-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


348412 349877 Agromy 
ococcineae; Microbacteriac 


16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 


ococcineae; Micrococcaceae 


ref|NR_029220.1 


ref|NR_029219.1 


632 228087 Mycoba 
rynebacterineae; Mycobacteriaceae; 


ref|NR_029218.1 


ref |NR_029217.1 


ref|NR_029206.1 
245166 246646 


Actinomycetales; Coryneba 


ref|NR_029204.1 


ref|NR_029189.1 


donocardineae; Pseudonocar 


ref |NR_029187.1 


ref|NR_029178.1 
ref|NR_029157.1 
Clostridium. 


ref|NR_029136.1 


ref |NR_029134.1 
342395 343854 


ref|NR_029130.1 


ref |NR_029120.1 


ref|NR_029119.1 


9 222097 Mycoba 
rynebacterineae; M 


360205 361665 


Clostridium 
Clostridium 


ostridium. 


Clostridium 
Clostridium 


stridium. 


Clostridium sporogenes 


idium sporogenes 


Clostridium 
Clostridium 


stridium. 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Mycobacterium 


cterium genavense 
ycobacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 


aceae; Mycobacterium. 


Mycobacterium 


cterium aichiense 


Mycobacterium obuense 
obuense Bacteria; 


aceae; Mycobacterium. 


Mycobacterium aurum 
aurum Bacteria; 


aceae; Mycobacterium. 


Rhodococcus 
Rhodococcus 


cterineae; Nocardiaceae; 


Microvirgula 
Microvirgula 


sseriaceae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
diaceae; Kutzneria. 


Actinomadura cremea 
269132 Actinomadura 


les; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 
Eubacterium. 


Clostridium botulinum 


idium botulinum A 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Cryptosporangium 
Cryptosporangium 


; Cryptosporangiaceae; 


Agromyces hippuratus 


ces hippuratus Bacteria; 
eae; Agromyces. 


Nesterenkonia lutea 


lutea Bacteria; 


Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 


sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Nesterenkonia. 


28220 Bacteria_16S 369005 368935 25 


94 gi 


castelarensis strain BJ-608 16S ribosomal RNA, partial 


castelarensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; 
28220 


Streptomyces. 
Bacteria_16S 374980 374911 25 


94 gi 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 


nipponensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 

28220  Bacteria_16S 378080 378010 25 
XILO1 16S ribosomal RNA, 
Actinobacteridae; 
28220 


Bacteria_16S 390289 390219 25 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; 


Promicromonosporaceae; Myceligenerans. 
28220 Bacteria_16S 397958 397888 25 


xylanilytica strain XIL11 16S ribosomal RNA, 


xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Cellulomonadaceae; Cellulomonas. 

28220 Bacteria_16S 399480 399410 25 94 gi| 265678789 |ref|NR_029094.1 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Nocardiaceae; Nocardia. 

28220 Bacteria_16S 402621 402551 25 94 gi| 265678787 |ref|NR_029092.1 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 


cerinus subsp. nitratus Bacteria; Actinobacteria; Actin 


Microbacteriaceae; Agromyces. 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


94 gi 


376697 378215 Agromyces 
obacteriaceae; 


94 gi 


94 gi 


265678809 
sequence 


265678805 
sequence 


265678803 


265678795 
sequence 


265678790 


complete sequence 


e; Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


obacteridae; Actinomycetal 


ref|NR_029114.1 
367645 369119 


ref |NR_029110.1 
373661 375050 


ref|/NR_029108.1 
Agromyces. 
ref|NR_029100.1 
388894 390431 
Micrococ 


NR_029095.1 
396579 398094 


Streptomyces 
Streptomyces 


Streptomycineae; 


Kitasatospora 
Kitasatospora 


Streptomycineae; 


Agromyces ulmi strain 


ulmi Bacteria; Actinobacteria; 


Myceligenerans 
Myceligenerans 
cineae; 


Cellulomonas 
Cellulomonas 


Micrococcineae; 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


28220 Bacteria_16S 405694 405624 25 94 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

28220 Bacteria_16S 407254 407184 25 94 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 


strain XILO8 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Xylanibacterium. 
28220 


Bacteria_16S 


ribosomal RNA, complete sequence 


421172 421102 25 94 gi 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 


antiquum Bacteria; 


Brevibacterium. 
28220 
strain YIM 70085 


28220 
xinjiangensis str 
xinjiangensis Bac 


Bacteria_16S 


422711 422641 25 94 gi 


427418 427348 25 94 gi 


Micrococcaceae; Nesterenkonia. 


28220 


Bacteria_16S 


428962 428892 25 94 gi 


halotolerans strain YIM70093 16S ribosomal RNA, partial 


halotolerans Bact 


Corynebacteriaceae; Corynebacterium. 


28220 


Bacteria_16S 


430505 430435 25 94 gi 


halotolerans strain YIM70084 16S ribosomal RNA, partial 


halotolerans Bact 
Nesterenkonia. 
28220 


Bacteria_16S 


436721 436652 25 94 gi 


putterlickiae strain F18-98 16S ribosomal RNA, partial 


putterlickiae Bac 


Streptomycetaceae; 


28220 
kentuckyensis str 
kentuckyensis Bac 


Bacteria_16S 
ain NRRL B-24129 16S ribosomal RNA, partial sequence 
e; Actinomycet 


teria; Actinobacteria; Actinobacterida 
Kitasatospora. 
438298 438228 25 


94 gi 


teria; Actinobacteria; Actinobacterida 


Pseudonocardiaceae; Amycolatopsis. 


28220 


Bacteria_16S 


450534 450464 25 94 gi 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, parti 


xinjiangensis Bac 


28220 


Saccharothrix. 


461223 461153 25 94 gi 


Pseudonocardiaceae; Amycolatopsis. 


28220 


Bacteria_16S 


462751 462681 25 94 gi 


405881 40739 
Micrococcineae; 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Bacteria_16S 
ain YIM70097 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


eria; Actinobacteria; Actinobacteridae; 


eria; Actinobacteria; Actinobacteridae; 


teria; Actinobacteria; Actinobacterida 
Actinosynnemataceae; 
Bacteria_16S 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


265678774 
sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


265678773 


265678770 


265678769 
sequence 


265678768 
sequence 


265678764 


sequence 


265678763 


265678755 


265678744 


265678743 


Pr 


ref 


4 


ref 


Ya 
ref 


426041 42753 
e; Actinomycet 


ref 


427586 42907 
Actinomyceta 


ref 


429128 430610 
Actinomyceta 


ref 


435340 436871 
e; Actinomycet 


ref 


ref 


al sequence 449186 45061 
e; Actinomycet 


ref 


459859 46132 
Actinomyceta 


19777 42127 
Micrococcineae; 


omicromonosp 


NR_029079.1 
7 


NR_029078.1 


niellaceae; 
NR_029075.1 
5 
ales; Microc 
NR_029074.1 
7 


les; Coryneb 


NR_029073.1 


les; Microco 


NR_029069.1 


ales; Strept 
NR_029068.1 

436922 
ales; Pseudo 
NR_029060.1 
5 
ales; Pseudo 
NR_029049.1 
3 


les; Pseudon 


ref 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 
Brevibacterium 
Brevibacterium 


Brevibacteriaceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Kitasatospora 
Kitasatospora 
omycineae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Saccharothrix 
Saccharothrix 
nocardineae; 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


NR_029048.1 


Kribbella antibiotica 


strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 


28220 


J18 16S ribosomal 
Actinobacteridae; 


28220 


brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


467286 467216 25 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


479450 479380 25 


480999 480929 25 


94 gi 


265678740 


ref |NR_029045.1 


Rothia amarae strain 


465880 467346 Rothia amarae Bacteria; Actinobacteria; 


94 gi 


94 gi 


boenickei strain 


Mycobacterium. 
28220 Bacteria_ 
strain QH3A7 16S 


16S 490315 490245 25 94 gi 
ribosomal RNA, complete sequence 


W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678732 


n W6743 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


265678731 


265678725 
488917 490451 Jonesia quinghaiensis Bacteria; 


ococcaceae; 


Actinomycetales; 


Rothia. 
ref |NR_029037.1 
478074 479572 


ref |NR_029036.1 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 


479623 481120 Mycobacterium boenickei 
Corynebacterineae; Mycobacteriaceae; 


ref|NR_029030.1| Jonesia quinghaiensis 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28220 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


28220 


gangotriensis str 
gangotriensis Bac 


Bacteria_16S 


Bacteria_16S 


494968 494898 25 


496473 496403 25 


Micrococcaceae; Arthrobacter. 


28220 


antarctica strain 
antarctica Bacter 


Bacteria_16S 


Pseudonocardiaceae; 


28220 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


28220 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


507275 507205 25 


510308 510238 25 


523980 523910 25 


531592 531522 25 


strain FI-0169 16 


Mycobacterium avi 


um complex (MAC). 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


28220 


IMMIB R-145 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


28220 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


28220 


strain LV3 16S ri 


28220 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


28220 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


28220 


strain B22P3 16S 


28220 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae; 


28220 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


28220 


holsaticum strain 1406 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


545282 545212 25 


ibosomal RNA, partial sequence 


553025 552955 25 


565253 565183 25 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


580162 580092 25 


581705 581635 25 


599625 599555 25 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


601155 601085 25 


608828 608758 25 


618181 618111 25 


94 gi 


94 gi 


94 gi 


94 gi 


94 gi 


ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycetales; 


94 gi 


265678722 


in KGN15 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


265678721 


ain LzlY 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


265678714 


DVS 5al 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


265678712 


106/00/5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


265678703 


265678698 


530243 531694 Mycobacterium 
nebacterineae; 


ococcineae 


Actinomycetales; 


e; Actinomycetales; 


Actinomycetales; 


inomycetales; 


ref|NR_029026.1 
495118 496571 


ref|NR_029019.1 
505922 507359 


NR_029017.1 
508981 510331 


ref|NR_029008.1 


ref|NR_029003.1 


; Jonesiaceae; Jonesia. 
ref|NR_029027.1] Arthrobacter 
493586 495067 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


Micrococcineae; 


Pseudonocardia 
Pseudonocardia 


Pseudonocardineae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Pseudonocardia 


ence 522602 524095 Pseudonocardia benzenivorans 
Pseudonocardineae; Pseudonocardiaceae; 


Mycobacterium chimaera 


chimaera Bacteria; 
Mycobacteriaceae; Mycobacterium; 


94 gi| 265678689 |ref|NR_028994.1| Nocardia puris strain 
543951 545424 Nocardia puris Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 
94 gi|265678684|ref|NR_028989.1| Corynebacterium 


613 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


94 gi 


94 gi 


MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


94 gi 


in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


94 gi 


94 gi 


rain D13P3 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


94 gi 


IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


94 gi 


265678676 


563902 56532 
ococcineae; 


265678666 
sequence 


265678665 
sequence 


265678653 


598291 599761 Streptomyces 
Stre 


265678640 


551703 553077 Coryne 
Corynebacterineae; C 


inomycetales; 


Actinomycetales; 


Actinomycetales; 


Coryneb 


ref |NR_028958.1 


Corynebac 


bacterium aquilae 
orynebacteriaceae; 


ref|NR_028981.1| Rhodoglobus vestalii 
7 Rhodoglobus vestalii Bacteria; 
Microbacteriaceae; Rhodoglobus. 
ref|NR_028971.1| Corynebacterium 
578821 580286 Corynebacterium 
Corynebacterineae; 
ref|NR_028970.1| Mycobacterium 
580337 581817 Mycobacterium 


acterineae; 


Streptomyces javensis 


javensis Bacteria; 


ptomycineae; Streptomycetaceae; Streptomyces. 
265678652|ref|NR_028957.1| Streptomyces 
sequence 599812 601293 Streptomyces 
Actinomycetales; Streptomycineae; 
265678646 |ref|NR_028951.1| Corynebacterium 
al sequence 607486 608955 Corynebacterium 


terineae; 


ref |NR_028945.1 


Mycobacterium 


616795 618320 Mycobacterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 


28220 


strain E846 16S r 


28220 


strain Muenster 2 
Bacteria; Actinob 


28220 


strain HKI 0119 1 


28220 


strain CMS90 16S 


28220 


CMS 76or 16S ribo 
Actinobacteridae; 


28220 


strain CK55 16S r 
Firmicutes; 


28220 


melanosporofacien 
melanosporofacien 
Streptomycetaceae; 


28220 


strain W16 16S ri 


28220 


strain CK74 16S r 
Firmicutes; 


28220 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


625588 625518 25 


631729 631659 25 


637823 637753 25 


647160 647090 25 


648692 648622 25 


653043 652974 25 


Clostridiales; 
657478 657408 25 


675678 675608 25 


684649 684580 25 


Clostridiales; 
705747 705677 25 


713175 713105 25 


strain gM-1 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


28220 
VKM Ac-1800 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 


94 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


94 


000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


94 


94 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


94 


94 


ibosomal RNA, partial sequence 
Clostridiaceae; 


94 


s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 


94 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


94 


ibosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


94 


EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


94 


ibosomal RNA, partial sequence 


756643 756573 25 


94 


ibosomal RNA, partial sequence 


28220 


strain YIM90005 1 


28220 


Bacteria_16S 


Bacteria_16S 


774979 774909 25 


778105 778035 25 


94 


94 


gi 


gi 


gi 


gi 


gi 


265678635 
624219 625725 Mycobacterium 
nebacterineae; 
265678630 
e 630349 631823 Kytococcus schroeteri 
ales; Dermacoccaceae; 
265678626 
6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ref |NR_028940.1 
Mycobacteri 
ref |NR_028935.1 
Micrococcineae; 


ref |NR_028931.1 


ref 


NR_028925.1 


ref|NR_028924.1 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Kytococcus schroeteri 


Kytococcus. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
ococcineae; Intrasporangiaceae; 
265678620 
645783 647259 Arthrobacter 
ococcineae; 
265678619 
somal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micr 


Knoellia. 
Arthrobacter roseus 


roseus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Kocuria polaris strain 


ococcaceae; Kocuria. 
gi|265678615|ref|NR_028920.1] Clostridium uliginosum 
651676 653112 Clostridium uliginosum Bacteria; 
Clostridium. 
gi|265678612|ref|NR_028917.1| Streptomyces 
AA, partial sequence 656132 657614 Streptomyces 
eridae; Actinomycetales; Streptomycineae; 


gi 


gi 


gi 


gi 


265678599 
674316 675810 Dermatophilus 
ococcineae; 
265678593 
683287 68472 
Clostridium. 
265678579 
ence 704416 705838 Friedmanniella lacustris 
ales; 


265678574 


ref|NR_028904.1 


Dermatophilace 


ref|NR_028898.1 


ref |NR_028884.1 
Propionibacterineae; 


ref |NR_028879.1 


Dermatophilus chelonae 
chelonae Bacteria; 
ae; Dermatophilus. 
Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Friedmanniella 
Nocardioidaceae; 


Mycobacterium caprae 


711792 71330 
Corynebacterin 


gi 


755262 75674 
Micrococcineae 


265678542 


8 Mycobacterium caprae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_028846.1| Agromyces albus strain 
7 Agromyces albus Bacteria; 

; Microbacteriaceae; Agromyces. 


gi 


gi 


265678530 
6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


ref|NR_028834.1 


Pseudonocar 
ref |NR_028832.1 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Gordonia. 
Bacteria_16S 

cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 
Promicromonosporaceae; Xylanimonas. 
Bacteria_16S 
strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 


Gordoniaceae; 
28220 


28220 


28220 


montefiorense Bac 
Mycobacteriaceae; 
28220 
zijingensis strai 


Pseudonocardia. 
28220 


Bacteria; 
28220 


28220 
strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


28220 
strain OS Hl 16S 
Firmicutes; 


Bacteria_16S 


Bacteria_16S 
moraviensis strain 330 16S ribosomal RNA, partial sequence 
Firmicutes; 
Bacteria_16S 
strain S1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


Clostridia; 


782737 782667 25 94 gi 


790351 790281 25 94 gi 


811848 811778 25 94 gi 
teria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

816457 816387 25 


94 gi 


833310 833234 12 89 gi 


Lactobacillales; Enterococcaceae; 


837790 837720 25 94 gi 


839284 839214 25 94 
ribosomal RNA, partial sequence 


gi 


851268 851192 12 89 
ribosomal RNA, partial sequence 
Clostridiales; 


gi 


Heliobacteriaceae; 


265678524 
sequence 


265678519 
789013 79048 
nebacterineae; 
265678505 


265678502 
n 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678491 


Enterococcus. 
265678488 

836449 83791 
Corynebacterineae; 
265678487 

837961 83941 
Streptosporangineae; 
265678479 
849874 851358 Heliorestis baculata Bacteria; 


776745 778221 
Actinomycetales; Cory 


ref |NR_028828.1 

781358 782875 
Actinomycetales; Micr 
ref |NR_028823.1 
Gordoniacea 


NR_028808.1 
810468 


ref 
Actinomycetales; 
ref|NR_028805.1 
Pseudonocardineae; P 


ref |NR_028794.1 


Prauserella alba 


2 Prauserella alba Bacteria; 
donocardineae; 
265678528 
sequence 


diaceae; Prauserella. 
Gordonia 

Gordonia 
nebacterineae; 


Xylanimonas 
Xylanimonas 


ococcineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Mycobacterium 
811984 Mycobacterium 


Corynebacterineae; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Enterococcus 


831886 833394 Enterococcus moraviensis 


ref |NR_028791.1 


ref |NR_028790.1 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 
Nocardiaceae; 


Nocardia. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 
Streptosporangiaceae; Nonomuraea. 


ref |NR_028782.1 


Heliorestis. 


Heliorestis baculata 


28220 
strain K24 16S ri 
Actinobacteria; A 
28220 
subroseum strain 
subroseum Bacteri 
Streptosporangiac 
28220 
scopiformis strai 
Bacteria; Actinob 
Streptomyces. 
28220 
strain AS4.0578 1 
Actinobacteria; A 
28220 
strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 

28220 
koreensis strain 
Bacteria; Actinob 
Catellatospora. 
28220 
strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 
28220 
strain VKM Ac-180 
Actinobacteria; A 
28220 
flava strain AS 4 
Bacteria; Actinob 


Saccharopolyspora. 
Bacteria_16S 


28220 
VKM Ac-1401 16S r 
Actinobacteria; A 
28220 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 
28220 
pretiosum subsp. 


Actinosynnema pretiosum 


Actinomycetales; 
28220 
strain IEGM 16S r 
Actinobacteria; A 
28220 
strain 213E 16S r 
Actinobacteria; A 
28220 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


Bacteria_16S 


Bacteria_16S 
CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Actinomycet 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


861996 861926 25 94 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
875548 875478 25 94 gi 


gi 


eae; Streptosporangium. 

876997 876927 25 94 gi 
n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
878494 878424 25 94 gi 
ctinobacteridae; Actinomycetales; Pseu 
881501 881431 25 94 gi 
37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


883003 882933 25 94 gi 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


886088 886018 25 94 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


887624 887554 25 94 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
889145 889075 25 94 gi 
-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


912184 912114 25 94 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
913704 913634 25 94 gi 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

915262 915192 25 94 gi 
pretiosum strain C-15003 16S ribosomal 


gi 


Pseudonocardineae; Actinosynnemataceae 
918414 918344 25 94 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
919979 919909 25 94 
ibosomal RNA, partial sequence 


Cory 
gi 


28220 
strain BT-H1 16S 

Firmicutes; Clost 
28220 
strain Y9 16S rib 
Actinobacteria; A 
28220 
auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
28220 
strain IFM 10035 
Actinobacteria; A 
28220 
strain IFM 0784 1 
Actinobacteria; A 
28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


265678471 


860647 86213 


donocardin 
265678462 
uence 


265678461 
nce 87568 
ales; Stre 


265678460 


6S ribosomal RNA, partial sequence 877138 87856 


donocardin 
265678458 

88012 
ales; Pseu 
265678456 
nce 88163 
ales; Micr 


265678454 

88470 
ales; Micr 
265678453 

88624 
ococcineae 
265678452 
nce 88778 
ales; Pseu 


265678437 


910794 91228 


ococcineae 
265678436 
artial seq 
dae; Actin 


265678435 
RNA, part 
; Actinosy 
265678433 


917039 91855 


nebacterin 
265678432 


918602 92011 


ctinobacteridae; Actinomycetales; Corynebacterin 
921512 921443 25 94 gi| 265678431 
s strain RHS1 16S ribosomal RNA, partial sequenc 
s Bacteria; Actinobacteria; Coriobacteridae; Cor 
; Slackia. 
940033 939957 12 89 gi| 265678419 
ribosomal RNA, complete sequence 938639 94015 


Heliobacteriacea 
94 gi 


ridia; Clostridiales; 
964765 964695 25 

osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1032005 1031935 25 94 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1039693 1039623 25 94 gi 
ctinobacteridae; Actinomycetales; Cory 
1041202 1041132 25 94 gi 


ctinobacteridae; Actinomycetales; Cory 


1042740 1042670 25 94 gi 


e; Heliore 
265678402 


963457 96488 


nebacterin 
265678357 


quence 


Actinomyc 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
nebacterin 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
nebacterin 


265678350 


ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref |NR_028765.1 

874217 875635 
ales; Streptospo 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 

Streptosporangium 

Streptosporangium 
rangineae; 


, 


ref |NR_028764.1 
6 877087 Strept 
ptomycineae; Str 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


ref|NR_028763.1| Lentzea flaviverrucosa 
3 Lentzea flaviverrucosa Bacteria; 

eae; Actinosynnemataceae; Lentzea. 
ref|NR_028760.1| Lentzea californiensis 
9 881579 Lentzea californiensis 
donocardineae; Actinosynnemataceae; 


ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref|NR_028754.1 
3 889225 Saccha 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Saccharopolyspora 
ropolyspora flava 


subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


donocardineae; Pseudonocardiaceae; 
ref|NR_028739.1| Leifsonia poae strain 
1 Leifsonia poae Bacteria; 

; Microbacteriaceae; Leifsonia. 

ref |NR_028738.1| Lechevalieria 

uence 912332 913840 Lechevalieria 
omycetales; Pseudonocardineae; 

ref |NR_028737.1| Actinosynnema 

ial sequence 913891 915394 

nnema. 

ref |NR_028735.1| Gordonia amicalis 


1 Gordonia amicalis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref |NR_028733.1| Slackia 

e 920164 921628 Slackia 

iobacteriales; Coriobacterineae; 


ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 
stis. 
ref|NR_028704.1| Nocardia cerradoensis 
2 Nocardia cerradoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028659.1| Micromonospora 


1030633 103211 


etales; Micromon 
ref|NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


4 Micromonospora 
osporineae; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


28220 


Bacteria_16S 


1044300 1044230 25 94 gi 


265678349 


strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 10444 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


28220 
strain YZ-96 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


28220 
strain LK2-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
28220 


Bacteria_16S 


1045856 1045786 25 94 
ribosomal RNA, partial sequence 


gi 


Cory 
1048925 1048855 25 94 gi 
ribosomal RNA, partial sequence 
Micr 
1053432 1053362 25 


94 gi 


265678348 


1044481 10459 
nebacterin 


265678346 


1047573 10490 
omonospori 


265678342 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 


nebacterin 


ref|NR_028651.1 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028648.1 


eae; 
ref 


neae; Micromonos 


ref|NR_028644.1 


Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

28220 Bacteria_16S 1091036 1090966 25 94 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

28220 Bacteria_16S 1102969 1102899 25 94 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

28220 Bacteria_16S 1107575 1107505 25 94 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

28220 Bacteria_16S 1109121 1109051 25 94 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

28220 Bacteria_16S 1115209 1115139 25 94 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

28220 Bacteria_16S 1116735 1116665 25 94 gi| 265678298 |ref|NR_028599.1| Kineosporia succinea 
strain I-273 16S ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

28220 Bacteria_16S 1133337 1133267 25 94 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

28220 Bacteria_16S 1134819 1134749 25 94 gi|253680767|ref|NR_028015.1] Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

28220 Bacteria_16S 1139402 1139332 25 94 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

28220 Bacteria_16S 1148472 1148402 25 94 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

28220 Bacteria_16S 1162089 1162019 25 94 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 

28220 Bacteria_16S 1218049 1217979 25 94 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

28220 Bacteria_16S 1222521 1222451 25 94 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

28220 Bacteria_16S 1227069 1226999 25 94 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

28220 Bacteria_16S 1236214 1236144 25 94 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

28220 Bacteria_16S 1246811 1246741 25 94 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
28220 Bacteria_16S 1257252 1257182 25 94 gi|219857144|ref|NR_024772.1| Corynebacterium 


efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
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ref|NR_026273.1| Dietzia natronolimnaea 
51 1263306 Dietzia natronolimnaea 
nebacterineae; Dietziaceae; Dietzia. 
ref|NR_025681.1| Aeromicrobium marinum 
10 Aeromicrobium marinum DSM 15272 
ionibacterineae; Nocardioidaceae; 
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ref|NR_027595.1| Sanguibacter keddieii 
42 Sanguibacter keddieii DSM 10542 
ococcineae; Sanguibacteraceae; 


ref|NR_027594.1| Gordonia bronchialis 
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nebacterineae; Gordoniaceae; Gordonia. 
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al sequence 1425302 1426811 Streptomyces 
Actinomycetales; 


Streptomycineae; 
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ref|NR_027201.1| Corynebacterium 
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1451367 1452843 Micromonospora 


endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


28220 Bacteria_16S 1454262 1454192 25 94 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
28220 Bacteria_16S 1461679 1461609 25 94 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
28220 Bacteria_16S 1475277 1475207 25 94 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1489109 1489039 25 94 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1490653 1490583 25 94 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
28220 Bacteria_16S 1495111 1495041 25 94 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
28220 Bacteria_16S 1502534 1502464 25 94 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 
28220 Bacteria_16S 1522019 1521949 25 94 gi|219857610|ref|NR_025199.1] Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
28220 Bacteria_16S 1528178 1528108 25 94 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
28220 Bacteria_16S 1529690 1529620 25 94 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 
28220 Bacteria_16S 1531202 1531132 25 94 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
28220 Bacteria_16S 1532731 1532661 25 94 gi| 219857427 |ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
28220 Bacteria_16S 1535726 1535656 25 94 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
28220 Bacteria_16S 1537235 1537165 25 94 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
28220 Bacteria_16S 1543468 1543398 25 94 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
28220 Bacteria_16S 1556918 1556849 25 94 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
28220 Bacteria_16S 1558412 1558343 25 94 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
28220 Bacteria_16S 1559906 1559837 25 94 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae 


; Kitasatospora. 


28220 Bacteria_16S 1561389 1561319 25 94 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
28220 Bacteria_16S 1564322 1564252 25 94 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
28220 Bacteria_16S 1574884 1574814 25 94 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 
28220 Bacteria_16S 1576410 1576340 25 94 gi|219856867|ref|NR_024686.1| Lentzea waywayandensis 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
28220 Bacteria_16S 1590203 1590133 25 94 gi|219878485|ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1593299 1593229 25 94 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1594845 1594775 25 94 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1596392 1596322 25 94 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 1604146 1604076 25 94 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
28220 Bacteria_16S 1605683 1605613 25 94 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
28220 Bacteria_16S 1607224 1607154 25 94 gi|219878472|ref|NR_025611.1| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
28220 Bacteria_16S 1626733 1626663 25 94 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 
28220 Bacteria_16S 1663331 1663261 25 94 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
28220 Bacteria_16S 1664871 1664801 25 94 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
28220 Bacteria_16S 1666395 1666325 25 94 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
28220 Bacteria_16S 1673964 1673894 25 94 gi|219878426|ref|NR_025565.1]| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
28220 Bacteria_16S 1675487 1675417 25 94 gi| 219878425 |ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
28220 Bacteria_16S 1676986 1676916 25 94 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
28220 Bacteria_16S 1678503 1678433 25 94 gi|219878423|ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
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219878422 |ref|NR_025561.1 


Amycolatopsis japonica 


1678661 1680145 Amycolatopsis japonica 
Pseudonocardineae; Pseudonocardiaceae; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Clostridium diolis 


Corynebacterium 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 

Amycolatopsis. 

28220 Bacteria_16S 1684647 1684578 25 94 gi| 219878419 |ref|NR_025558.1 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 168328 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

28220 Bacteria_16S 1707606 1707537 25 94 gi| 219878403 |ref|NR_025542.1 

strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28220 Bacteria_16S 1710675 1710605 25 94 gi|219878401|ref|NR_025540.1 


atypicum strain R2070 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 
28220 Bacteria_ 
rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 
28220 


16S 1727350 1727280 25 94 gi 
DSM 44223 16S ribosomal RNA, partial s 


Mycobacterium. 


ce 
ales; 


equence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


219878390|ref|NR_025529.1 


1725987 172747 


strain DSM 44222 


28220 


strain DSM 44515 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1728889 1728819 25 


1730425 1730355 25 


1731938 1731868 25 


94 


94 


94 


gi 


gi 


gi 


219878389 


16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878388 


16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878387 


ref|NR_025528.1 
Mycobacteri 
ref|NR_025527.1 
Mycobacteri 
ref|NR_025526.1 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


Mycobacterium. 


1730570 173206 
Actinomycetales; Coryneba 


28220 


vaccimaxillae str 


Bacteria_16S 


1736504 1736434 25 


94 


gi 


ain R10176 16S ribosomal RNA, partial 


219878384 
sequence 


ref|NR_025523.1 
1735130 173662 


vaccimaxillae Bacteria; Actinobacteria; Actinobacterida 


Actinomycetaceae; 


Actinomyces. 


e; 


Actinomycetales; Actino 


28220 


namibiensis strai 
namibiensis Bacte 


Bacteria_16S 


Thermomonosporaceae; 


28220 


Bacteria_16S 


1747227 1747157 25 


Actinomadura. 
1759493 1759423 25 


94 


94 


gi 


n HAG 010767 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


219878376 


219878366 


sequence 
Actinomycetales; 


ref|NR_025515.1 
1745863 174730 
Streptos 


ref|NR_025505.1 


strain SPR2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
sacelli strain LMG 20345 16S ribosomal RNA, partial seq 


28220 


sacelli Bacteria; 
Brachybacterium. 
28220 
fresconis strain 


fresconis Bacteri 


Brachybacterium. 


Bacteria_16S 


1760961 1760891 25 94 gi 


Actinobacteria; Actinobacteridae; Act 


1762482 1762412 25 94 gi 
LMG 20336 16S ribosomal RNA, partial s 


219878364 
equence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


Gordoniacea 
ref|NR_025504.1 

1759669 176107 
Micrococcine 


ref|NR_025503.1 
1761124 176259 
Micrococci 


28220 


paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; 
Dermabacteraceae; 


28220 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


28220 


strain ISP 5293 1 


28220 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae; 


28220 


strain 4-0 16S ri 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1764004 1763934 25 


Brachybacterium. 


1771436 1771366 25 


1772867 1772797 25 


1774365 1774295 25 


1782042 1781972 25 


1789396 1789326 25 


94 


94 


94 


94 


94 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


94 


gi 


gi 


gi 


gi 


rain ISP 5277 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


1780670 17821 


gi 


219878363 


219878357 


UG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
e; Corynebacterium. 


219878355 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878354 


219878349 


219878343 


Actinomycetales; Mi 


sequence 1773034 177448 
Actinomycetales; 


ref|NR_025502.1 


176264 


ref|NR_025496.1 
1770072 177148 
Corynebacter 


ref|NR_025494.1 


ref|NR_025493.1 
Strep 
ref|NR_025488.1 


Micrococcaceae 
ref |NR_025482.1 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 
28220 


Bacteria_16S 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 


1800089 1800019 25 94 gi 


219878336 


1788037 178951 
Actinomycetales; Frankine 


1709312 1710793 Corynebacterium atypicum 
Corynebacterineae; Corynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 


Corynebacterineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomadura 
0 Actinomadura 


porangineae; 


Gordonia sihwensis 


1758120 1759618 Gordonia sihwensis Bacteria; 
nebacterineae; 
219878365 
uence 

inomycetales; 


e; Gordonia. 
Brachybacterium 

3 Brachybacterium 

ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Corynebacterium 
6 Corynebacterium 


ineae; 


Streptomyces arenae 


83 Streptomyces arenae Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 
tomycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


3 Citricoccus. 
Blastococcus 

9 Blastococcus 

ae; Geodermatophilaceae; 


ref|NR_025475.1 
1798724 180016 


Arthrobacter 
8 Arthrobacter 


gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


28220 Bacteria_16S 1806279 1806209 25 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 


Cellulomonadaceae; Oerskovia. 

28220 Bacteria_16S 1807817 1807747 25 
strain DSM 46000 
28220 


Bacteria_16S 1810870 1810800 25 


94 


94 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


94 


strain Kb2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28220 
flaccumfaciens pv. 

Curtobacterium flaccumfaciens pv. 
Actinomycetales; 
28220 
aridum strain DSM 


Bacteria_16S 1812399 1812329 25 


Bacteria_16S 1817009 1816939 25 


Kibdelosporangium. 


28220 Bacteria_16S 1820076 1820006 25 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


28220 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
28220 Bacteria_16S 


1821608 1821538 25 


1823134 1823064 25 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


28220 Bacteria_16S 1835266 1835196 25 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; 


Gulosibacter. 
Bacteria_16S 1859587 1859517 25 


Microbacteriaceae; 
28220 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
28220 Bacteria_16S 1867308 1867238 25 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


28220 
nasiphocae strain 


Bacteria_16S 1874911 1874841 25 


Arthrobacter. 
28220 Bacteria_16S 
halophila strain 


1887294 1887224 25 


Pseudonocardiaceae; 
28220 Bacteria_16S 
norvegicum strain 


Saccharomonospora. 
1894988 1894912 12 


Desulfomicrobium. 


28220 Bacteria_16S 1911235 1911165 25 


marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 191128 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 
28220 


Actinomyces. 
Bacteria_16S 1924988 1924918 25 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardia. 
1926549 1926479 25 


Pseudonocardiaceae; 
28220 Bacteria_16S 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 192664 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 

28220 Bacteria_16S 1934211 1934135 12 
strain DSM 12838 
28220 


Bacteria_16S 1950978 1950908 25 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardia. 
1953998 1953928 25 


Pseudonocardiaceae; 
28220 Bacteria_16S 


94 


gi|219878332 


gi|219878331 


gi|219878329 


ref |NR_025471.1 


ref |NR_025470.1 


ref |NR_025468.1 


Oerskovia 


sequence 1804913 1806398 Oerskovia 


Actinomycetales; Micrococcineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
Cellulomonadaceae; 


Oerskovia. 
Gordonia westfalica 


1809512 1810989 Gordonia westfalica Bacteria; 


Corynebacterineae; 


gi|219878328 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 


ref|NR_025467.1 


Gordoniaceae; 


partial sequence 


Gordonia. 
Curtobacterium 
1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 


94 


94 


94 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


94 


94 


94 


94 


94 


M597/99/10 16S ribosomal RNA, partial sequence 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


94 


DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


89 


DSM 1741 16S ribosomal RNA, partial sequence 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteri 


94 


94 


94 


89 


16S ribosomal RNA, partial sequence 1932811 19342 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


94 


94 


Curtobacterium. 


gi|219878325 


gi|219878323 


gi| 219878322 


gi| 219878321 


gi| 219878312 


gi|219878295 


gi|219878290 


gi|219878285 


gi|219878274 
gi|219878268 
gi|219878256 
gi|219878245 
219878244 


gi 


gi|219878239 


gi|219878228 


gi| 219878226 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 


91 Plantibacter 


Actinomycetales; 


sequence 1858220 185970 
Actinomycetales; 


1865935 1867442 Asanoa 


Actinomycetales; 


a; Desulfovibrionales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 
ref 
85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 
ref 


Actinomycetales; 


ref 


ref |NR_025464.1 


ref|NR_025462.1 
Microbacteriac 
ref|NR_025461.1 

1820242 182172 


ref |NR_025460.1 


Microbacteriac 
ref|NR_025451.1 

1833888 183531 
Microc 


ref |NR_025434.1 


Coryneb 


ref |NR_025429.1 


Micromonos 
ref|NR_025424.1 

1873541 187493 
Micrococc 


ref|NR_025413.1 
1885917 188742 
Pseudonoca 


ref|NR_025407.1 
1893578 189509 
Des 


ref|NR_025395.1 


Actino: 


ref|NR_025384.1 
1923611 192512 
Pseudono 


ref|NR_025383.1 
Pseudon 
NR_025378.1 
Des 
NR_025367.1 


1949601 195111 
Pseudon 


Kibdelosporangium 


43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 
4 Curtobacterium 


Micrococcineae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Gulosibacter 

7 Gulosibacter 

occineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Desulfomicrobium orale 


ulfomicrobium. 
Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


NR_025365.1 
1952641 195404 


Corynebacterium 
7 Corynebacterium 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


28220 Bacteria_ 
strain CF-25 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28220 Bacteria_ 
strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28220 Bacteria_ 


strain CK58 16S r 
Clost 


Firmicutes; 
28220 Bacteria_ 


macestii strain M 
Proteob 


Bacteria; 
28220 Bacteria_ 


anilini strain An 
Proteob 


Bacteria; 
28220 Bacteria_ 
variabile strain 


variabile Bacteri 
Corynebacteriacea 


28220 Bacteria_ 
smegmatis strain 


smegmatis Bacteri 


Mycobacteriaceae; 
28220 
strain CCUG 35957 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


28220 


simulans strain U 
Bacteria; Actinob 


Corynebacterium. 
28220 


Mycobacteriaceae; 
28220 
reticuliscabiei s 


reticuliscabiei B 
Streptomycetaceae 


28220 
somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 
28220 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 
28220 
antarcticus strai 
Bacteria; Actinob 
28220 
heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 
28220 
aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 
28220 
strain DSM 43030 
Actinobacteria; A 
28220 
pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 
28220 
africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


Bacteria_16S 


Bacteria_16S 
elephantis strain 
elephantis Bacter 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S 1958440 1958370 25 94 
ribosomal RNA, partial sequence 


gi|2 
1957 
Micr 
16S 1959996 1959926 25 94 gi 
ribosomal RNA, partial sequence 


2 


Micr 
16S 1973460 1973391 25 94 gi|2 
ibosomal RNA, partial sequence 1972 
ridia; Clostridiales; Clostridiaceae; 
16S 1978184 1978108 12 89 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
16S 1979752 1979676 12 89 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
16S 2031552 2031482 25 94 gi 


DSM 20132 16S ribosomal RNA, partial s 


2 


e; Corynebacterium. 
16S 2034565 2034495 25 94 gi 
ATCC 19420 16S ribosomal RNA, partial 


Mycobacterium. 
2036117 2036047 25 94 gi 
16S ribosomal RNA, partial sequence 


2037639 2037569 25 94 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2053256 2053186 25 94 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
2056284 2056214 25 94 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 
2057794 2057724 25 94 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2059333 2059263 25 94 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2066874 2066804 25 94 gi 
n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
2091347 2091277 25 94 gi 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 
Mycobacterium. 
2100502 2100432 25 
GwW-9 1 
acteria 


Ac 


pork 


’ 


s 


’ 


s 
ri 
, 
ce 


al 


1 
ae 


94 gi 
6S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


ne 
al 


, 


2111197 2111127 25 
16S rib 
ctinobacteridae; Actinomycetales; Stre 
2112738 2112668 25 94 gi 
6482 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2129410 2129340 25 94 gi 
ATCC 25420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculos 


94 gi 
pt 


nc 
al 


oc 
1958616 19601 
oc 
cl 
ib 
219878209 
ac 
219878175 
eq 
a; Actinobacteria; Actinobacteridae; Act 
219878172 
se 
a; Actinobacteria; Actinobacteridae; Act 
219878171 
oc 
219878170 
nc 
al 
219878157 
se 
219878154 
da 
219878153 


Actino: 


219878152 


219878146 


219878129 


219878122 


219873436 
osomal RNA, partial sequence 2109822 21113 


219857660 


219857649 


19878223 
067 19585 


ref |NR_025362.1 
65 Arthrobacter 
occineae; Micrococcacea 
19878222 |ref|NR_025361.1 
16 Arthrobacter 
occineae; Micrococcacea 
19878213 |ref|NR_025352.1 
100 19735 
ostridiu 
19878210 
19767 
rionales 


m. 
ref |NR_025349.1 
73 1978275 Desul 
+ Desulfomicrob 
ref |NR_025348.1 
26 1979852 Desul 
Desulfobactera 
ref|NR_025314.1 

2030195 20316 
ales; Corynebac 


19783 
terales; 


uence 
inomy: 


cet A 


ref|NR_025311.1 
2033216 20347 
ales; Corynebac 


quenc 
inomy 


e 
cet 


v 


ref|NR_025310.1 
53 2036233 Rothi 
; Micrococcacea 
ref|NR_025309.1 
84 2037751 Coryn 
nebacterineae; 


20 
occin 


347 
eae 


20 
c 


362 
ory 


e 
es; 


ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


quence 
tinomyce 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Str 


al se 
e; Ac 


que 
tin 


ref|NR_025292.1 
2056438 205792 
etales; 


equence 


myc 


ref|NR_025291.1 
2057971 205946 
inomycetales; St 


equen 
dae; 


ce 
Act 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref |NR_025268.1 

2089993 209143 
mycetales; Coryn 


20 
M 


655 
es; Micr 
seque 
Act 


nce 
ino: 


’ 


ref|NR_025261.1 
38 2100621 Nocard 


ionibacterineae; 


20991 
Prop 


e 
es; 


ref|NR_025250.1 
30 Streptomyces 
e; Streptomyceta 
ref|NR_025249.1 
81 2112761 Mycoba 
nebacterineae; M 


omycinea 


21113 
Cory 


e 
es; 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 


quence 
inomycet 
is compl 


’ 


28220 


Bacteria_16S 


2130889 2130819 25 94 gi 


219857648 


e: 


£ 
i 


£ 
c 


3 
t 


0 
t 


a 
e 


e 
C 


e 


Arthrobacter luteolus 
luteolus Bacteria; 
Arthrobacter. 
Arthrobacter albus 


v 


albus Bacteria; 
e 


; Arthrobacter. 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Corynebacterium 

0 Corynebacterium 

erineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


, 


Mycobacterium 
1 Mycobacterium 
terineae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Mycobacterium 

7 Mycobacterium 
ebacterineae; 


Nocardioides 
ioides aquiterrae 


Nocardioidaceae; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


ref |NR_025237.1 


Mycobacterium 


scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 


scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
Bacteria_16S 


28220 
tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 
28220 
poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 
28220 
strain ATCC 19422 


Bacteria; Actinob 


Mycobacterium; My 
28220 
strain ATCC 51384 


Actinobacteria; Actinoba 
Bacteria_16S 


28220 
palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 
28220 
strain YIM 90001 


Actinobacteria; Actinoba 
Bacteria_16S 


28220 
strain F829 16S r 


Actinobacteria; Actinoba 
Bacteria_16S 


28220 
strain ATCC 927 1 


Actinobacteria; Actinoba 
Bacteria_16S 


28220 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 
28220 
strain PK-Blue 16 


Actinobacteria; Actinoba 
Bacteria_16S 


28220 
aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 
28220 
maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 
28220 
strain NRCM 00-25 


28220 
strain YIM 21741 


28220 


28220 
puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ATCC 27 
a; Acti 
Mycoba 


ATCC 35 
a; Acti 
Mycoba 


087 16S 


bosomal 


v 


16S ri 
acteria 
cobacte 


16S ribosomal 


train 1Bdz 16S 
acteria; 
e; Amyc 


16S rib 
ibosoma 
6S ribo 


s strai 
s Bacte 
e; Pseu 


S ribos 


ain 10b 
teria; 


dococcus 


dococcus. 


2132394 2132324 25 
282 16S 
nobacteria; Actinobacteridae; Act 
cterium. 
2133897 2133827 25 


Actinobacteridae; Actinomycet 
rium tuberculosis complex. 
2136928 2136858 25 


cteridae; Actinomycetales; Cory 
2139972 2139902 25 


Actinobacteria; Actinobacteri 
olatopsis. 
2150543 2150473 25 


1 RNA, partial sequence 
cteridae; Actinomycetales; 
2165602 2165532 25 


c312 16S ribosomal RNA, partial 
Actinobacteria; Actinobacterida 


2195960 2195890 25 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


2218641 2218571 25 
5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
2229252 2229182 25 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


94 gi|2 


ribosomal RNA, partial 


94 gi 
ribosomal RNA, partial 


94 gi 
RNA, partial sequence 


94 gi 
RNA, partial sequence 


94 gi 
ribosomal RNA, partial 


94 gi 
do 
94 gi 
Cory 

gi 


ne 
94 


ne 
94 


gi 
al 
er 
94 gi 


Stre 
gi 


pt 
94 
s 
e; 
94 gi 
qu 
e; 
94 gi 
ne 


94 gi 


sequence 


219857646 
se 
nobacteria; Actinobacteridae; Act 
cterium. 
2135410 2135340 25 219857645 
al 
219857644 


ne 

219857642 
se 
da 


219857635 
osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseu 
2162502 2162432 25 219857627 


2161153 21625 


219857625 
somal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Cory 
2167143 2167073 25 
n SL-1 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobact 
donocardia. 

2168662 2168592 25 
omal RNA, partial sequence 
cteridae; Actinomycetales; 
2174723 2174653 25 


219857624 


219857623 
2167280 21687 


219857619 


219857602 


219857587 


219857580 


19857647|ref|NR_025236.1 
2131039 213248 


ales; Corynebact 


inomycet : 


ref|NR_025235.1 
132540 213398 
ales; Corynebact 


is} 


quence 
inomycet 


’ 


ref |NR_025234.1 
40 2135523 Mycoba 
neba 


21340 
es; Cory 
ref|NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025231.1 

2138615 214004 
omycetales; Pseu 


21355 
bacterin 


quence 
e; Actin 
ref|NR_025224.1 


Pseudonocar 
NR_025216.1 


nocardineae; 


ref 
bacterineae; Nocardiacea 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


bacterin 


sequenc 
idae; Ac 


ref|NR_025212.1 
69 Streptomyces 
e; Streptomyceta 
ref|NR_025208.1 
equence 2173451 217485 
Actinomycetales; Coryne 


omycinea 


ref|NR_025190.1 
ence 2194621 219603 
Actinomycetales; Coryne 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025168.1 


22172 
bacterin 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 


cterineae; Mycobacteriaceae; 


Mycobacterium brumae 

cterium brumae Bacteria; 

aceae; Mycobacterium. 
Amycolatopsis 

1 Amycolatopsis 

donocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Pseudonocardia 

9 Pseudonocardia 
seudonocardineae; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Rhodococcus 
9 Rhodococcus 
bacterineae; 


Rhodococcus 
1 Rhodococcus 


bacterineae; 


Mycobacterium lacus 


cterium lacus Bacteria; 


aceae; Mycobacterium. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


ococcineae; Microbacteriaceae; Agromyces. 
2233800 2233730 25 94 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
2247426 2247356 25 94 gi|219857568|ref|NR_025156.1| Streptomyces 
ain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

2255136 2255067 25 94 gi|219857563|ref|NR_025151.1| Sporanaerobacter 


28220 
acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 
28220 
thermospinosispor 
thermospinosispor 
Streptomycetaceae 
28220 
strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


Bacteria_16S 
tes; 


Bacteria_16S 


Bacteria_16S 


, 


Tsukamurella. 


28220 


Bacteria_16S 


Lup33 16S ribosomal RNA, partial sequ 
Clostridia; 


2261314 2261244 25 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

2306893 2306823 25 
in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 


2309939 2309869 25 


en 


Clostridiales; Clostrid 


94 gi 
ia 
te 


94 gi 
compl 


’ 


219857559 


219857525 


Actinomy 


ce 2253747 2255269 S 
iales Family XI. In 


pora 
cert 


ref|NR_025147.1 
1 sequence 2259931 226145 
ridae; Actinomycetales; 


ref 
ence 
ceta 


NR_025113.1 
230551 
Coryneb 


ete sequ 
les; 


94 gi 


219857523 


aerobacter acetigenes 
e Sedis; 


Streptomyces 


2 Streptomyces 
Streptomycineae; 


Tsukamurella 


7 2307028 Tsukamurella 
acterineae; 


ref|NR_025111.1 


Nonomuraea turkmeniaca 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosporangiaceae; Nonomuraea. 


28220 


Actinomadura. 
28220 


Corynebacterium. 


Bacteria_16S 
strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 
strain LMG S-19264 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


2311445 2311375 25 94 gi 


2325153 2325083 25 94 gi 


219857522 


219857513 


ref 


ref 


es; Corynebacterineae; 


NR_025110.1 
2310109 2311529 Actinomadura 
Streptosporangineae; 


NR_025101.1 
2323867 2325209 Corynebacterium casei 
Corynebacteriaceae; 


28220 


strain FI-13295 1 


28220 


strain BG29 16S r 
Firmicutes; 


28220 


sulfidophilum str 
sulfidophilum Bac 


28220 


NRRL B-24104 16S 


28220 


sulfonivorans str 
sulfonivorans Bac 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2328168 2328098 25 


2338543 2338467 12 


Clostridiales; 
2340092 2340016 12 


ain BR4 16S ribosomal RNA, 
teria; 


Firmicutes; 
2343127 2343057 25 


2347668 2347598 25 


Micrococcaceae; Arthrobacter. 


28220 


methylotrophus st 
methylotrophus Ba 


Bacteria_16S 


2349177 2349107 25 


Micrococcaceae; Arthrobacter. 


28220 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


28220 


strain K265 16S r 


28220 


strain K300 16S r 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2358320 2358250 25 


2361361 2361291 25 


2362880 2362810 25 


2384096 2384026 25 


Clostridia; 


94 


89 


ibosomal RNA, partial sequence 


Clostridia; Heliobacteriaceae; 


89 


gi|219857511 


6S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi| 219857503 


2337153 23386 


gi|219857502 


complete sequence 


94 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


94 


94 


94 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


94 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


94 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


94 


Clostridiales; 


gi| 219857500 
2341772 23432 


gi|219857496 


ain ALL 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


gi|219857495 


rain TGA 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


gi|219857489 


gi|219857487 
2360002 23614 


gi|219857486 
2361525 23629 


gi|219857471 


Heliobacteriaceae; 


Actinomycetales; 


Actinomycetales; 


2356968 2358432 Propio 
Propionibacterineae; 


ref|NR_025099.1 


ref |NR_025091.1 


ref|NR_025090.1 

2338702 234021 
ref|NR_025088.1 
Pseudonocar 
ref|NR_025084.1 


2346319 234777 
Microc 


ref|NR_025083.1 
2347826 234928 
Micro 


ref|NR_025077.1 
ref|NR_025075.1 
Microbacteriac 


ref|NR_025074.1 


ref|NR_025059.1 


strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
HHQ 20 16S ribosomal RNA, partial seque 


28220 
inopinatus strain 


2416217 2416141 12 89 gi 


inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 


ne 
219857450 


2382752 2384208 Nocar 
bacterineae; Nocardiace 
ref ae 
nce 2414827 24163 
Desulfovibrionales; De 


NR_025038.1 


d 
a 


1 
s 


28220 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; 


28220 


peptidivorans str 
peptidivorans Bac 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


2422383 2422313 25 


2435822 2435753 25 


Firmicutes; 
2438872 2438802 25 


Clostridia; 


94 


94 


94 


gi] 219857445 


rain PDB9 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


gi| 219857431 


ain TMC4 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi|219857429 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 


28220 


Bacteria_16S 


2455691 2455621 25 


94 


gi] 219857415 


psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Ac 
Micrococcaceae; Arthrobacter. 


Actinomycetales; 


Clostridiaceae; 


ref|NR_025033.1 
2421026 242250 
Coryn 


ref |NR_025019.1 

2434473 243595 
cl 
ref|NR_025017.1 
Nocardiacea 
ref|NR_025003.1 

2454319 245573 
tinomycetales; M 


28220 Bacteria_16S 2464594 2464525 25 94 gi| 219857407 |ref|NR_024995.1 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 246471 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 
28220 Bacteria_16S 2494764 2494694 25 94 gi| 219857387 |ref|NR_024975.1 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 249486 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Intrasporangiaceae; Tetrasphaera. 

28220 Bacteria_16S 2497660 2497590 25 94 gi| 219857385 |ref|NR_024973.1 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 24977 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
28220 Bacteria_16S 2514446 2514376 25 94 gi| 219857368 |ref|NR_024956.1 


pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 


Actinomadura mexicana 


mexicana Bacteria; 
Thermomonosporaceae; 


Corynebacterium casei 


Mycobacterium doricum 
doricum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 
Heliobacterium. 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Arthrobacter 

5 Arthrobacter 

occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Propioniferax innocua 
niferax innocua 


Propionibacteriaceae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 

Nocardia abscessus 

ia abscessus Bacteria; 

e; Nocardia. 
Desulfovibrio 

0 Desulfovibrio 

ulfovibrionaceae; 


Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Clostridium 
3 Clostridium 
ostridium. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


e; Nocardia. 

Arthrobacter 
2 Arthrobacter 
icrococcineae; 


Clostridium 
2 Clostridium 
stridium. 
Tetrasphaera 
9 Tetrasphaera 
occineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 


Xylanimicrobium 


2513094 2514560 Xylanimicrobium pachnodae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanimicrobium. 


28220 Bacteria_16S 2517474 2517404 25 94 gi| 219857366 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 
chlorophenolicus Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 
28220 Bacteria_16S 2518964 2518894 25 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
28220 


Streptomyces. 
Bacteria_16S 2520499 2520430 25 


ATCC 700122 16S ribosomal RNA, partial sequence 
Coriobacteriales; 


Actinobacteria; Coriobacteridae; 
28220 Bacteria_16S 
capsulata strain 


2535678 2535608 25 


Friedmanniella. 
Bacteria_16S 2594868 2594798 25 


Nocardioidaceae; 
28220 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


28220 Bacteria_16S 2610183 2610113 25 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
28220 Bacteria_16S 2611756 2611686 25 
strain DSM 43194 


28220 Bacteria_16S 2613283 2613213 25 


strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


28220 Bacteria_16S 2640872 2640802 25 


94 gi 


94 gi 


94 gi 


Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Act 


94 gi 


94 gi 


94 gi 


94 gi 


94 gi 


strain CIP 103464 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


28220 
thomssenii strain 


Bacteria_16S 
DSM 


2656029 2655959 25 


94 gi 


44276 16S ribosomal RNA, partial sequence 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
28220 Bacteria_16S 2657546 2657476 25 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partial 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioides. 
2659070 2659000 25 


Nocardioidaceae; 
28220 Bacteria_16S 
erythreum strain 


Aeromicrobium. 
2660590 2660520 25 


Nocardioidaceae; 
28220 Bacteria_16S 
strain ATCC 39419 


Kribbella. 
28220 Bacteria_16S 
taberi strain DSM 


2667932 2667862 25 


Saccharopolyspora. 


28220 Bacteria_16S 2669447 2669377 25 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


spinosa Bacteria; 
Pseudonocardiaceae; 
28220 Bacteria_16S 
strain MS1-3 16S 


Saccharopolyspora. 
2678552 2678482 25 


28220 Bacteria_16S 
strain IFM 10088 


2689051 2688981 25 


28220 Bacteria_16S 2693519 2693449 25 


silvatica strain 


Streptosporangiaceae; 
28220 Bacteria_16S 


Planotetraspora. 
2720524 2720454 25 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
28220 Bacteria_16S 2725110 2725040 25 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


94 gi 


94 gi 


NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 


94 gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


94 gi 


43856 16S ribosomal RNA, partial sequence 26665 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


94 gi 


94 gi 


94 gi 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


94 gi 


TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


94 gi 


94 gi 


2677198 26786 


219857365 


219857364 


2519150 25206 
Coriobacterineae; 


219857354 


219857272 


219857259 


219857258 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219857257 


219857231 


219857221 


219857219 


219857218 


219857217 


26592 


219857212 


219857211 


219857204 


219857197 


219857193 


219857175 
sequenc 
Actino: 


idae; Actinomycetales; 


Actinomycetales; 


inomycetales; 


Actinomycetales; 


Actinomycetales; 


sequence 
Actinomycetales; 


Propionibacterineae; 


Pseudonocardineae; P 


ref |NR_024954.1 


ref |NR_024953.1 


ref |NR_024952.1 


ref|NR_024942.1 


ref|NR_024903.1 


ref|NR_024890.1 


ref|NR_024889.1 


ref |NR_024888.1 


ref|NR_024859.1 


ref|NR_024849.1 
2654667 265613 
Corynebac 


ref |NR_024847.1 
2656189 265766 


ref|NR_024846.1 
2657714 265918 


ref |NR_024845.1 
38 2660707 Kribbe 


ref |NR_024840.1 
99 2668066 Saccha 


ref|NR_024839.1 

2668117 266958 
es; Pseudonocard 
ref|NR_024832.1 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_024821.1 

2692168 269363 
ales; Streptospo 


ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


219857172 


Arthrobacter 


2516115 2517560 Arthrobacter 
Micrococcineae; 


Streptomyces 


2517611 2519099 Streptomyces 
Streptomycineae; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 
Coriobacteriaceae; 


Slackia. 
Friedmanniella 


2534307 2535783 Friedmanniella 
Propionibacterineae; 


Mycobacterium tusciae 
tusciae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Amycolatopsis 


2608828 2610322 Amycolatopsis 
Pseudonocardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Amycolatopsis alba 
alba Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Mycobacterium alvei 


2639512 2640976 Mycobacterium alvei Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Corynebacterium 
8 Corynebacterium 
terineae; 


Nocardioides 
3 Nocardioides 


Propionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


ineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Planotetraspora 
9 Planotetraspora 
rangineae; 


Nocardia 
4 Nocardia 
ebacterineae; 


ref|NR_024800.1 


Longispora albida 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 


28220 Bacteria_16S 2751862 2751792 25 94 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 
28220 Bacteria_16S 2753358 2753288 25 94 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
28220 Bacteria_16S 2754854 2754784 25 94 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
28220 Bacteria_16S 2777580 2777510 25 94 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
28220 Bacteria_16S 2785038 2784968 25 94 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 
28220 Bacteria_16S 2796975 2796905 25 94 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
28220 Bacteria_16S 2798496 2798426 25 94 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
28220 Bacteria_16S 2800018 2799948 25 94 gi|219857117|ref|NR_024745.1] Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
28220 Bacteria_16S 2801541 2801471 25 94 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
28220 Bacteria_16S 2803062 2802992 25 94 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
28220 Bacteria_16S 2804583 2804513 25 94 gi|219857114|ref|NR_024742.1| Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
28220 Bacteria_16S 2806105 2806035 25 94 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
28220 Bacteria_16S 2807627 2807557 25 94 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
28220 Bacteria_16S 2809149 2809079 25 94 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
28220 Bacteria_16S 2819692 2819622 25 94 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
28220 Bacteria_16S 2821185 2821115 25 94 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 
28220 Bacteria_16S 2822679 2822609 25 94 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
28220 
strain IFO 12702 


Bacteria_16S 


Streptosporangineae; Streptosporangiac 
2827179 2827109 25 94 gi 


ea 


ki 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


e; Planomonospora. 


ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 


neae; orichthyaceae; Sporichthya. 


Sp 


28220 
strain JCM 9312 
Actinobacteria; 
Catenuloplanes. 


Bacteria_16S 


2830253 2830183 25 94 gi 


219856904 
16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


ref|NR_024725.1| Catenuloplanes crispus 


28220 Bacteria_16S 


strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


28220 Bacteria_16S 


acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 


28220 Bacteria_16S 


strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


28220 Bacteria_16S 


strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


28220 Bacteria_16S 


cineracea strain SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Kitasatospora. 


Streptomycetaceae; 
28220 Bacteria_16S 


capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 


2834826 2834756 25 


2837902 2837838 25 


2839340 2839270 25 


2840900 2840830 25 


2843928 2843859 25 


2891866 2891796 25 


Micromonosporaceae; Actinoplanes. 


28220 Bacteria_16S 


strain CM-10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


28220 Bacteria_16S 


strain CM-01 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


28220 Bacteria_16S 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycetocola. 


Microbacteriaceae; 
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strain IAM 14848 


28220 Bacteria_16S 
strain IFO 15616 


28220 Bacteria_16S 


28220 


Bacteria_16S 


Pseudonocardiaceae; 
28220 Bacteria_16S 


IFO 16102 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
94 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 


28220 Bacteria_16S 


2894911 2894841 25 


2896406 2896336 25 


2897900 2897830 25 


2900906 2900836 25 


2903975 2903905 25 


2907039 2906969 25 


2938890 2938820 25 


2940409 2940339 25 


2941930 2941860 25 


Micromonosporaceae; Virgisporangium. 


28220 Bacteria_16S 


2943446 2943376 25 


Micromonosporaceae; Virgisporangium. 


28220 Bacteria_16S 


Sporichthya. 
28220 Bacteria_16S 
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94 


94 
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complete sequence 


94 


94 


94 


94 


94 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 
94 
16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 
94 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
94 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partia 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 
Actinoalloteichus. 
94 


94 
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94 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


94 


94 


94 


94 


Micrococcineae; Mi 


Micrococcineae; Mi 


gi|219856820|ref 
16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
gi|219846945 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 

phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 


gi|219846944 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 

antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetale 
Friedmanniella. 
gi| 219846938 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 

macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
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NR_024639.1 


Gordoniacea 
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s; Propionib 
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7 Virgisporangium 
osporineae; 
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ae; Sporichthyaceae; 
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54 Gordonia rhizosphera Bacteria; 
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Microlunatus 
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ibacterineae; 
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0 Friedmanniella 
acterineae; 
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Streptomyces 


2976976 2978459 Streptomyces 


ycineae; 


28220 Bacteria_16S 2981405 2981335 25 94 gi 


219846936 


ref 


NR_026528.1 


Streptomyces 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28220 Bacteria_16S 2985988 2985918 25 94 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

28220 Bacteria_16S 2987510 2987440 25 94 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

28220 Bacteria_16S 3007345 3007275 25 94 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
28220 Bacteria_16S 3011757 3011687 25 94 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

28220 Bacteria_16S 3013315 3013245 25 94 gi|219846915|ref|NR_026507.1| Marmoricola 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; Marmoricola. 

28220 Bacteria_16S 3023896 3023826 25 94 gi 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partia 


n BC361 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 


1 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; C 
Gordoniaceae; Gordonia. 

28220 Bacteria_16S 3029949 3029880 25 94 gi|219846904|ref|NR_026496.1 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 303003 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
28220 Bacteria_16S 3036053 3035984 25 94 gi|219846899|ref|NR_026491.1 
strain DS1 16S ribosomal RNA, partial sequence 3034695 30361 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
28220 Bacteria_16S 3037576 3037507 25 94 gi 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostrid 
28220 Bacteria_16S 3040624 3040554 25 94 gi 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
28220 Bacteria_16S 3045191 3045121 25 94 gi 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequ 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacteraceae; Rarobacter. 

28220 Bacteria_16S 3046723 3046653 25 94 gi 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequ 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 
Intrasporangiaceae; Ornithinicoccus. 

28220 Bacteria_16S 3093399 3093329 25 94 
strain TA68 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
28220 Bacteria_16S 3094916 3094846 25 94 
strain TAGA27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
28220 Bacteria_16S 3099498 3099428 25 94 gi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
28220 Bacteria_16S 3103938 3103868 25 94 gi 
gifhornensis strain HR1-2 16S ribosomal RNA, partial se 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Verrucosispora. 
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NR_026490.1 
8 
diaceae; Clo 
NR_026488.1 
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rmacoccaceai 
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c 
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1 Marmoricola 
bacterineae; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Anaerobacter 
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Anaerobacter. 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 

6 Clostridium 

stridium. 

Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 


neae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Verrucosispora 


7 Verrucosispora 


nosporineae; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Demetria terragena 


43 Demetria terragena Bacteria; 
e: 


Demetria. 
Corynebacterium 


v 


bacterium falsenii 
orynebacteriaceae; 


NR_026412.1 


Terracoccus luteus 


strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Terracoccus. 


28220 
mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 
28220 
mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 

28220 
sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 
28220 
lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 
28220 
imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 

28220 
strain DSM 11140 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3176473 3176403 25 94 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3206887 3206817 25 94 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3208411 3208341 25 94 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3214386 3214316 25 94 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3215908 3215838 25 94 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
3226509 3226439 25 


94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28220 
strain DSM 10022 
Firmicutes; Clost 
28220 
glycolicus strain 
glycolicus Bacter 
Desulfofustis. 
28220 
strain DSM 43678 
Actinobacteria; A 
28220 
strain DSM 43764 
Actinobacteria; A 
Actinomadura. 
28220 
strain DSM 43067 
Actinobacteria; A 
Actinomadura. 
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28220 
strain DSM 44140 
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Dactylosporangium. 
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3231017 3230948 25 94 gi 
ridia; Clostridiales; Clostridiales Fa 
3238790 3238718 16 89 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 
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gi 
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6S 3253728 3253658 25 94 


ctinobacteridae; Actinomycetales; Stre 
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ctinobacteridae; Actinomycetales; Stre 
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ridia; Clostridiales; 
6S 3322033 3321963 25 


Clostridiaceae; 
94 gi 


ctinobacteridae; Actinomycetales; Cory 
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SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 
3326615 3326545 25 94 gi 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3328136 3328066 25 94 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 

3331184 3331114 25 94 gi 
ctinobacteridae; Actinomycetales; Micr 
3332712 3332642 25 94 gi 


ctinobacteridae; Actinomycetales; Micr 
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ctinobacteridae; Actinomycetales; Micr 
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neae 
ref 
neae; Micromonos 
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bacterium mastitidis 
orynebacteriaceae; 
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Corynebacterium 
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ivorii Bacteria; 
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lfobulbaceae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
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osporaceae; 
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madurae Bacteria; 


osporaceae; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
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Micromonosporaceae; 
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Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 


28220 Bacteria_16S 3337197 3337127 25 94 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
28220 Bacteria_16S 3338707 3338637 25 94 gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

28220 Bacteria_16S 3340219 3340149 25 94 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

28220 Bacteria_16S 3341742 3341672 25 94 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

28220 Bacteria_16S 3343268 3343198 25 94 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 


Bacteria; Actinob 
Dactylosporangium. 
Bacteria_16S 


28220 
inositola DSM 438 


Bacteria; Actinob 


Micromonospora. 
28220 
aurantiaca DSM 43 


Bacteria; Actinob 


Micromonospora. 
28220 
halophytica DSM 4 


Bacteria; Actinob 


Micromonospora. 
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Bacteria; Actinob 


Micromonospora. 
28220 
tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 
28220 
strain DSM 7083 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 
28220 Bacteria_16S 3358635 3358565 25 94 gi|219846678|ref|NR_026270.1 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 335877 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Dermabacteraceae; Brachybacterium. 

28220 Bacteria_16S 3360199 3360129 25 94 gi| 219846677 |ref|NR_026269.1 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 336033 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Dermabacteraceae; Brachybacterium. 

28220 Bacteria_16S 3367856 3367786 25 94 gi|219846672|ref|NR_026264.1 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 336795 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Streptosporangiaceae; Streptosporangium. 

28220 Bacteria_16S 3369354 3369284 25 94 gi|219846671|ref|NR_026263.1 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 336944 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Streptosporangiaceae; Streptosporangium. 

28220 Bacteria_16S 3370852 3370782 25 94 gi|219846670|ref|NR_026262.1 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 337094 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptospora 
Streptosporangiaceae; Streptosporangium. 

28220 Bacteria_16S 3372349 3372279 25 94 gi|219846669|ref|NR_026261.1 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangium. 

28220 Bacteria_16S 3378437 3378367 25 94 gi|219846664|ref|NR_026256.1 
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oc 
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es; Micromonosporineae; 
ref |NR_026280.1 
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02 3349477 Micro: 
omonosporineae; 


33480 
es; Micr 
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Micromonosporaceae; 


Micromonospora 
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Micromonosporaceae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 
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Brachybacterium 
5 Brachybacterium 
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Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 
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Brachybacterium 
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ccineae; 
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ref |NR_026254.1 
3380149 3381618 Gordon 


Gordonia hydrophobica 
ia hydrophobica 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


28220 
strain DSM 2062 1 


Bacteria_16S 


3395034 3394964 25 94 gi 


219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


ref|NR_026241.1| Brevibacterium iodinum 
47 Brevibacterium iodinum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
28220 Bacteria_16S 3396543 3396473 25 94 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

28220 Bacteria_16S 3398046 3397976 25 94 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

28220 Bacteria_16S 3399573 3399503 25 94 gi| 219846646 |ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

28220 Bacteria_16S 3402634 3402564 25 94 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

28220 Bacteria_16S 3404172 3404102 25 94 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

28220 Bacteria_16S 3405702 3405632 25 94 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

28220 Bacteria_16S 3407229 3407159 25 94 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

28220 Bacteria_16S 3432533 3432463 25 94 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

28220 Bacteria_16S 3435339 3435269 25 94 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

28220 Bacteria_16S 3450384 3450314 25 94 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

28220 Bacteria_16S 3453514 3453444 25 94 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

28220 Bacteria_16S 3455040 3454970 25 94 gi|219846607|ref|NR_026199.1| Kocuria kristinae 
strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 3455136 Kocuria kristinae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

28220 Bacteria_16S 3456569 3456499 25 94 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

28220 Bacteria_16S 3459592 3459522 25 94 gi|219846603|ref|NR_026195.1| Arthrobacter 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

28220 Bacteria_16S 3461112 3461042 25 94 gi|219846602|ref|NR_026194.1]| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

28220 Bacteria_16S 3462634 3462564 25 94 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

28220 Bacteria_16S 3464156 3464086 25 94 gi|219846600|ref|NR_026192.1| Arthrobacter 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

28220 Bacteria_16S 3465680 3465610 25 94 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

28220 Bacteria_16S 3467202 3467132 25 94 gi|219846598|ref|NR_026190.1| Arthrobacter 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 3465830 3467301 Arthrobacter 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

28220 Bacteria_16S 3468724 3468654 25 94 gi| 219846597 |ref|NR_026189.1| Arthrobacter 


crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 


3467352 3468823 Arthrobacter 


crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
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16S 3470250 3470180 25 94 gi 
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ria; Actinobacteria; Actinobacteridae; 
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3474812 3474742 25 
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ridia; Clostridiales; Clostridiaceae; 
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Mycobacterium. 
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gi 


n DSM 20124 16S ribosomal RNA, partial 


ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Bacteria; Actinobacteria; Actinobacter 


acteria; Actinobacteridae; Actinomycet 


strain RB-3 16S ribosomal RNA, partia 


a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
globiformis strai 
globiformis Bacte 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


ne 
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ne 
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6S ribosomal RNA, partial sequence 3474975 34764 
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Rho 
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1 
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6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


oc 
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16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


oc 
219846573 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


oc 
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omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micr 


oc 
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teridae; Actinomycetales; Micr 


oc 
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oc 
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219846495 


bacterin 
34734 
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bacterin 
sequenc 


Actinomycet 


sequence 
Actinomyc 
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Acti 


34946 
Pseu 


occineae 


occineae 


occineae 


occineae 


occineae 


occineae; 


inomycet 


219846596|ref|NR_026188.1| Arthrobacter citreus 
48 Arthrobacter citreus Bacteria; 
ococcineae; Micrococcaceae; Arthrobacter. 
219846595] ref|NR_026187.1]| Arthrobacter 
sequence 3470399 3471862 Arthrobacter 
Actinomycetales; Micrococcineae; Micrococcaceae; 
219846594] ref|NR_026186.1]| Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026185.1] Rhodococcus ruber 
44 3474924 Rhodococcus ruber Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_026184.1| Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 

ales; Corynebacterineae; 


ref|NR_026181.1 
3479494 348091 
etales; Actinomy 


Actinomyces 
5 Actinomyces 
cineae; 


ref|NR_026176.1| Actinotalea fermentans 
02 Actinotalea fermentans Bacteria; 
; Cellulomonadaceae; Actinotalea. 
ref|NR_026173.1| Mycobacterium 

3491744 3493209 Mycobacterium 
nomycetales; Corynebacterineae; 
ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


ref|NR_026166.1| Brevibacterium linens 
72 Brevibacterium linens Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_026165.1] Agromyces ramosus 

04 Agromyces ramosus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_026159.1| Rathayibacter rathayi 
33 Rathayibacter rathayi Bacteria; 

; Microbacteriaceae; Rathayibacter. 
ref|NR_026158.1| Rathayibacter tritici 
54 Rathayibacter tritici Bacteria; 

; Microbacteriaceae; Rathayibacter. 
ref|NR_026157.1| Curtobacterium luteum 
76 Curtobacterium luteum Bacteria; 

; Microbacteriaceae; Curtobacterium. 
ref|NR_026156.1| Curtobacterium citreum 
98 Curtobacterium citreum Bacteria; 

; Microbacteriaceae; Curtobacterium. 
ref|NR_026149.1| Clostridium quinii 

95 Clostridium quinii Bacteria; 


Clostridium. 

219846522|ref|NR_026114.1] Roseococcus 

1 sequence 3579840 3581265 Roseococcus 
bacteria; Rhodospirillales; Acetobacteraceae; 
219846513|ref|NR_026105.1| Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
m. 
ref |NR_026092.1 

3607525 360892 
ales; Corynebact 


Mycobacterium 
0 Mycobacterium 
erineae; 


’ 


ref|NR_026087.1| Mycobacterium gadium 


3615060 3616515 Mycobacterium gadium Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


28220 
komossense strain 


Mycobacterium. 
28220 


Corynebacterineae; 


28220 


28220 
strain ATCC 35799 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 
28220 Bacteria_16S 3632893 3632821 16 89 gi|219846484|ref|NR_026076.1 


strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Bacteria_16S 


28220 
strain ATCC 43910 


Mycobacterium. 
28220 
thermocarboxydus 
Streptomycetaceae; 


28220 


Streptomycetaceae; 
28220 


Streptomycetaceae; 
28220 


Streptomycetaceae; 


Bacteria_16S 


Bacteria_16S 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, 
avium subsp. paratuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
Bacteria_16S 
strain 3015 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
16S ribosomal RNA, 


Bacteria_16S 


3617950 3617880 25 
Ko2 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


3623580 3623510 25 


3625081 3625011 25 


3626626 3626556 25 


3637371 3637301 25 


3638915 3638845 25 


3640467 3640397 25 


3642029 3641960 25 


3643561 3643492 25 


complete sequence 


94 gi| 219846494 


94 gi| 219846490 


94 gi| 219846480 
strain AT37 16S ribosomal RNA, partial 
thermocarboxydus Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 
Bacteria_16S 
thermocarboxydovorans strain AT52 16S ribosomal RNA, pa 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobac 
Streptomyces. 
Bacteria_16S 
paracochleata strain M-13 16S ribosomal RNA, partial se 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
Bacteria_16S 
mediocidica strain IFO 14789 16S ribosomal RNA, partial s 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 


94 gi| 219846479 


94 gi| 219846478 


94 gi|219846477 


ce 


ales; 


rtial sequence 
Actinobacteridae; 
ob 


pa 


ne 


3631486 36329 
Geobacteraceae; 
94 gi|219846481 
16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


ales; 


s 
id 


equence 
ae; Actinomycetales; Str 


rt 


ref|NR_026071.1 
ial sequence 363910 
teridae; Actinomycetales 


quence 


equence 
Actinomycetales; 


Kitasatospora. 


28220 


strain OS-3256 16 


28220 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


28220 


apsheronum strain 
Bacteria; 


28220 


strain Pasteur II 
Firmicutes; 


28220 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


28220 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


28220 


strain 2585 16S r 
Firmicutes; 


28220 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


28220 


verrucosospora st 
verrucosospora Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Thermomonosporaceae; 


28220 


Bacteria_16S 


Clostridia; 


ibosomal RNA, 
Clostridia; 


3645093 3645024 25 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3664964 3664894 25 


3699779 3699703 12 


3711798 3711729 25 


Clostridiales; 
3713307 3713237 25 


3714768 3714698 25 


3720768 3720699 25 


Clostridiales; 
3722311 3722241 25 


3725362 3725292 25 


3726823 3726753 25 


complete sequence 


94 gi| 219846476 
3643713 3645193 Kitasatospora 
omycineae; Streptomyceta 
94 gi|219846462 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


Strept 


89 gi| 219846437 
1105 16S ribosomal RNA, partial sequenc 
Proteobacteria; Deltaproteobacteria; Desulfovib 


94 gi|219846427 
rain P-15 16S ribosomal RNA, partial seq 
cteria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
94 gi| 219846422 
3719395 37209 
Clostridiaceae; Cl 


94 gi| 219846418 
rain A-184 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacteridae 
Actinomadura. 


uence 
inomycetales; 


eq 


rionales; Desulfomicrobi 
94 gi| 219846429 
I 16S ribosomal RNA, partial sequence 
Clostridiaceae; Clostridium. 
94 gi| 219846428 
in 253 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 


ce 3711982 3713392 Actino 
es; Micromonosporineae; 


uence 


es; 


quence 


94 gi|219846417 


ref|NR_026086.1 


Mycobacterium 


3616566 3618027 Mycobacterium komossense 


ref|NR_026082.1 


ref|NR_026081.1 


ref|NR_026080.1 


362222 
Actinomycetales; 
acterium avium complex ( 
94 gi| 219846489 
3623734 3625217 Mycobacterium 
bacterineae; 
94 gi| 219846488 


Corynebacterineae; Mycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


MAC). 
Mycobacterium simiae 
simiae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium szulgai 


3625268 3626729 Mycobacterium szulgai 


ref |NR_026073.1 


3636002 3637503 Mycoba 
Corynebacterineae; Mycobacteriaceae; 


ref |NR_026072.1 
3637554 363905 


ref |NR_026070.1 
3640656 364213 
Actinomycetales; 


ref|NR_026069.1 
3642181 364366 


ref|NR_026068.1 


ref |NR_026054.1 
3663577 366509 
Corynebact 


ref|NR_026028.1 
3698359 3699831 Desulf 


ref|NR_026020.1 
3710425 3711931 Clostr 


ref|NR_026019.1 


ref|NR_026018.1 
3713443 371485 
Actinomycetales; Micro 


ref|NR_026013.1 


ref|NR_026011.1 
3720952 3722442 Mycoba 
Corynebacterineae; M 


ref|NR_026009.1 
3724040 372545 
Actinomycetales; Strep 


Strept 


Corynebacterineae; Mycobacteriaceae; 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 
Geobacter. 


Mycobacterium duvalii 
cterium duvalii 


Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Mycobacterium 
2 Mycobacterium 
erineae; 


Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Clostridium septicum 
idium septicum Bacteria; 


Actinoplanes 


planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 


monosporineae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 
ostridium. 
94 gi|219846420 
3849 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


Mycobacterium 


cterium hassiacum 
ycobacteriaceae; 


Actinomadura 
0 Actinomadura 


tosporangineae; 


ref|NR_026008.1 


Actinomadura 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 


rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporace 
28220 
strain FD 25934 1 


Bacteria_16S 


ae; Actinomadura. 
3728275 3728205 25 


94 


6S ribosomal RNA, partial sequence 3726957 37283 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
28220 
libanotica strain 
libanotica Bacter 
Thermomonosporace 
28220 
strain IFO 14679 


Bacteria_16S 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


3731187 3731117 25 


Actinocorallia. 
3732643 3732573 25 


ae; 


94 


94 


16S ribosomal RNA, partial sequence 3731323 37327 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
28220 


atramentaria Bact 
Thermomonosporace 
28220 
subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 
28220 


strain IFO 14097 


Bacteria_16S 
atramentaria stra 


Bacteria_16S 


Bacteria_16S 


3734105 3734035 25 


Actinomadura. 
3735571 3735501 25 


ae; 


eae; Microbispora. 
3737029 3736959 25 


94 


in SF2197 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


94 


ain P132 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


94 


16S ribosomal RNA, partial sequence 3735706 37371 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28220 


strain IFO 14525 


Bacteria_16S 


3738490 3738420 25 


94 


16S ribosomal RNA, partial sequence 3737165 37385 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28220 


strain IFO 14345 


Bacteria_16S 


3739955 3739885 25 


94 


16S ribosomal RNA, partial sequence 3738628 37400 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28220 


strain IFO 14094 


Bacteria_16S 


3744346 3744276 25 


94 


16S ribosomal RNA, partial sequence 3743020 37444 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28220 
strain IFO 


14745 


Bacteria_16S 


3748733 3748663 25 


94 


16S ribosomal RNA, partial sequence 3747408 37488 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28220 
michiganensis sub 


Bacteria_16S 


3769791 3769721 25 


94 


species tessellarius strain 78181 16S 


Streptosporang 


Streptosporang 


Streptosporang 


Streptosporang 


Streptosporang 


Streptosporang 


Streptosporang 


gi|219846416 


219846414 
sequence 
Actinomyce 


gi 


gi|219846413 


gi|219846412 
Actinomy 


gi| 219846411 


gi|219846410 


gi|219846409 
gi|219846408 
gi|219846405 
gi|219846402 


219846385 
ribosomal 


gi 


ref 


ref 


ref 


ref 


ref 


Actinomycet 


ref 


ref 


ref 


ref 


ref 


inea 


ref 
RNA, 


59 Actinomadura 
ineae; 


3729869 373127 


tales; Streptosporangineae; 


31 Actinomadura 
ineae; 


3732782 373419 
cetales; 


3734241 373565 
Streptosporangineae; 


ineae; 


inea 


inea 


inea 


NR_026007.1 


NR_026005.1 


NR_026004.1 


NR_026003.1 


NR_026002.1 
ales; 


NR_026001.1 


NR_026000.1 


e; 
NR_025999.1 


e; 
NR_025996.1 


e; 
NR_025993.1 


e; Streptosp 
NR_025976.1 


partial sequence 


Streptosporangineae; 


Actinomadura macra 


macra Bacteria; 
Thermomonosporaceae; 


Actinocorallia 
2 Actinocorallia 


Actinomadura coerulea 


coerulea Bacteria; 
Thermomonosporaceae; 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


Microbispora 
5 Microbispora 


rosea 
rosea 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
28220 
ATCC 35205 16S ri 
Firmicutes; Clost 
28220 
strain ATCC 27255 
Firmicutes; Clost 
28220 
aggregatus strain 
Bacteria; Actinob 
Blastococcus. 

28220 


Bacteria_16S 


Bacteria_16S 


3830559 3830483 12 


ridia; Clostridiales; 
3833509 3833443 25 


ridia; Clostridiales; 
3841002 3840932 25 


3902150 3902080 25 


Bacteria_16S 


Micrococcineae; Microbacteriaceae; 
Bacteria_16S 


89 


bosomal RNA, partial sequence 
Heliobacteriaceae; 


91 


16S ribosomal RNA, partial sequence 
Ruminococcaceae; Ruminococ 


94 


B15 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


94 


Clavibacter. 

gi|219846342 
3829173 38306 
Helioba 
219846340 
38321 


gi 


219846335 
38396 
Fran 


gi 


gi|219846294 


strain IFO 15474 


Herbidospora. 
28220 
yamanashiensis st 
yamanashiensis Ba 


28220 
strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
3921758 3921688 25 


28220 
strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


Bacteria_16S 


Bacteria_16S 


Spirilliplanes. 


16S ribosomal RNA, 


16S ribosomal RNA, 


3918617 3918547 25 
rain YU 127-1 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; 


Bacteria_16S 3920177 3920107 25 


16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


94 gi 


94 gi 
complete sequence 


94 gi 
complete sequence 


acteria; Actinobacteridae; Actinomycetales; 


Streptosporang 


219846282 
sequenc 


219846281 


39187 


219846280 
39203 


28220 


strain CM2104 16S 


28220 


Bacteria_16S 


Bacteria_16S 


4012480 4012410 25 


4024587 4024517 25 


94 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


94 


strain 20-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


gi| 219846215 
4011119 40125 


ref 


cter 
ref 


cus. 
ref 


kine 


ref 


inea 


ref 


ref 


ref 


Streptomycineae; 


ref 


; In 


gi|219846207 


73 3833552 Rumino 


32 3841072 Blasto 


68 Herbidospora 


e 3917267 391873 
Actinomyce 


87 3920316 Strept 
Streptomycineae; S 


67 3921897 Strept 


NR_025932.1 
ium. 
NR_025930.1 
NR_025925.1 
ae; Geoderma 
NR_025884.1 
e; Streptosp 
NR_025872.1 
tales; Micro 


NR_025871.1 


treptomyceta 
NR_025870.1 


Str 
NR_025805.1 


trasporangia 


ref 


NR_025797.1 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Blastococcus 
coccus aggregatus 


tophilaceae; 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Agromyces salentinus 


4023267 4024647 Agromyces salentinus Bacteria; 


28220 


28220 Bacteria_ 


strain JC2056 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


28220 Bacteria_ 


Nocardioidaceae; 
28220 Bacteria_ 


strain JC1078 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28220 Bacteria_ 


Bacteria_16S 
cosmeticum strain 


4039811 4039741 25 94 gi 


Mycobacterium. 
16S 4050430 4050360 25 94 
ribosomal RNA, partial sequence 


gi 


16S 4051854 4051784 25 94 gi 


Nocardioides. 
16S 4054821 4054751 25 94 
ribosomal RNA, partial sequence 


gi 


16S 4059350 4059280 25 94 gi 


219846197 
LTA-388 16S ribosomal RNA, partial sequence 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; 


Actinomycetales; 


219846187 
4049074 4050453 Nocardioides 
ionibacterineae; 
219846186 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 


219846184 
4053509 4054929 Serinicoccus 
ococcineae; 
219846181 


ref |NR_025787.1 


ref|NR_025777.1 


ref|NR_025776.1 


ref|NR_025774.1 


ref|NR_025771.1 


Mycobacterium 


4038441 4039947 Mycobacterium 
Corynebacterineae; 


Nocardioides aestuarii 


aestuarii Bacteria; 
Nocardioidaceae; 


Nocardioides. 
Nocardioides 


4050504 4051877 Nocardioides 
Actinomycetales; Propionibacterineae; 


Serinicoccus marinus 


marinus Bacteria; 
Intrasporangiaceae; 


Serinicoccus. 
Citricoccus 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Citricoccus. 


28220 Bacteria_ 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 


16S 4063856 4063786 25 94 gi 


219846177 
complete sequence 4062487 4063992 Mycobacterium 


Actinomycetales; Corynebacterineae; 


Actinomycetales; 


ref|NR_025767.1 


Micrococcineae; 


Mycobacterium 


Mycobacteriaceae; Mycobacterium. 

28220 Bacteria_16S 4074463 4074393 25 94 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

28220 Bacteria_16S 4075951 4075881 25 94 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 


strain AS 4.1860 


28220 


strain HD9 16S ri 
Actinobacteria; Actinoba 


28220 


strain DSA1 16S r 
Actinobacteria; Actinoba 


28220 


permense strain V. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


permense Bacteria; 
Brevibacterium. 
28220 Bacteria_16S 


strain W4937 16S 
Actinobacteria; Actinoba 


28220 


strain KMM 3637 1 
Actinobacteria; Actinoba 


28220 


KMM 3905 16S ribo 
Actinobacteridae; 


28220 


strain CPJVR-H 16 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal 


ibosoma 


KM Ac-2280 16S 
Actin 


ribosomal RNA, 


6S ribo 


somal R 
Actino: 


4110676 4110606 25 


4112242 4112172 25 


4113782 4113712 25 


4116688 4116618 25 


4121336 4121266 25 


4125956 4125886 25 


4127444 4127374 25 


94 


RNA, partial sequence 
cteridae; Actinomycetales; 


94 


1 RNA, partial sequence 
cteridae; Actinomycetales; 


94 


ribosomal RNA, partial 
obacteria; Actinobacteridae; Actinomycetales; 


94 


partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


94 


somal RNA, partial sequence 4119951 41 
cteridae; Actinomycetales; Micrococcineae; 


94 


NA, partial sequence 4124587 4126026 Ko 
mycetales; Micrococcineae; Micrococcaceae; 


94 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28220 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae; 


28220 


algeriensis strai 
algeriensis Bacte 


Bacteria_16S 


Bacteria_16S 


Actinosynnemataceae; 


28220 


Bacteria_16S 


4205458 4205388 25 


4211511 4211441 25 


Saccharothrix. 
4219158 4219088 25 


94 


94 


94 


nitritigenes stra 
nitritigenes Bact 


28220 


Actinomadura. 


4234317 4234247 25 94 


strain M175 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


28220 
strain C3H-21 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Bacteria_16S 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 
Spirochaetales; Leptospiraceae; Leptospira. 


28220 


Bacteria; 


Spirochaetes; 


4244834 4244764 25 94 
ribosomal RNA, partial sequence 


16355 16291 25 89 


gi|219846145 


4109294 41108 
Propionibacterineae; 


gi| 219846144 


4110861 41123 
Propionibacterineae; 


219846142 
sequence 


gi 


gi|219846140 


4115405 41168 


gi|219846137 


gi|219846133 


gi|219846132 


4126077 4127564 Streptomyces 
Streptomycineae; Streptomyceta 


gi| 219846072 


n VK-A60 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi|219846068 


n SA 233 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi| 219846062 


in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
Bacteria_16S 


gi|219846046 
4232932 42344 


gi|219722939 
4243475 42448 


gi| 265679053 


214 


curia marina Bacter 


Actinomycetales; 


Actinomycetales; 


ref|NR_025735.1 


ref|NR_025734.1 


ref|NR_025732.1 
4112427 411388 


ref|NR_025730.1 


ref|NR_025727.1 


Brevibacteriac 
ref|NR_025723.1 


Kocuria. 
ref|NR_025722.1 


ref |NR_025662.1 
4204078 420556 


ref|NR_025658.1 
4210162 421159 
Pseudono 


ref|NR_025652.1 


Nocardiaceae; 


Micrococcineae; 


16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardia. 
Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 
Nocardioidaceae; 


Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 
Nocardioidaceae; 


Kribbella. 
Brevibacterium 

5 Brevibacterium 
Brevibacteriaceae; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Kocuria marina strain 
ia; Actinobacteria; 


Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
5 Streptomyces 


Streptomycineae; 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Actinomadura 


Actinomycetales; 


4217823 4219291 Actinomadura 
Streptosporangineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_024571.1| Brachybacterium muris 
83 Brachybacterium muris Bacteria; 
Dermabacteraceae; Brachybacterium. 
ref|NR_029361.1| Leptospira interrogans 
16427 Leptospira interrogans 


ref |NR_025636.1 
22 Mycobacterium 


28220 Bacteria_16S 17895 17831 25 89 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

28220 Bacteria_16S 21007 20943 25 89 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

28220 Bacteria_16S 55941 55877 25 89 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

28220 Bacteria_16S 60465 60400 25 89 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

28220 Bacteria_16S 62013 61948 25 89 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

28220 Bacteria_16S 68017 67953 25 89 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

28220 Bacteria_16S 78486 78422 25 89 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

28220 Bacteria_16S 88907 88842 25 89 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
28220 Bacteria_16S 192755 192691 25 89 gi|265678935|ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

28220 Bacteria_16S 235586 235522 25 89 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

28220 Bacteria_16S 237222 237158 25 89 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

28220 Bacteria_16S 238804 238740 25 89 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

28220 Bacteria_16S 240351 240287 25 89 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 


Bacteria; 
28220 


Proteobacteria; 
complex. 
28220 


Bacteria; 
28220 


Desulfobacter. 
28220 
strain EUH N 1304 
Bacteroidetes; 
28220 
strain ATCC 33779 
Bacteroidetes; Ba 
28220 
strain WPH 179 16 
Bacteroidetes; Ba 
28220 
strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


28220 
phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 

28220 
delbrueckii subsp 


Proteob 
Burkholderia cepa 
Bacteria_1 
strain 717 16S ri 
B 


Bacteria_16S 
xenovorans strain 
Proteob 
Bacteria_16S 
vibrioformis stra 
vibrioformis Bact 
Bacteria_16S 
Ba 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; Betaproteobacteria; Burkholde 
cia complex. 

6S 241937 241873 25 89 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


257069 257005 25 89 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
284222 284158 25 89 gi 
in B54 16S ribosomal RNA, complete seq 
eria; Proteobacteria; Deltaproteobacte 


325274 325209 25 89 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
326803 326738 25 89 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
328328 328263 25 89 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
357084 357020 25 89 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 

373493 373429 25 89 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


240595 24207 


326926 32843 


355741 35715 


riales; Bu 


265678901 
rkholderia 


265678891 
ence 25570 
riales; Bu 
265678871 
uence 
ria; Desul 
265678844 
ce 32386 
ae; Prevot 
265678843 

32539 
ae; Prevot 
265678842 


ae; Prevot 
265678818 


Sphingomon 
265678806 
quence 


teria; Sph 


381138 381074 25 89 gi 


rkholderiaceae; Burkholderia; 
ref|NR_029209.1| Burkholderia cepacia 
2 Burkholderia cepacia Bacteria; 


ceae; Burkholderia; Burkholderia cepacia 
ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 
ref|NR_029177.1 


282818 284333 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Desulfobacter 
Desulfobacter 


fobacterales; Desulfobacteraceae; 
ref|NR_029149.1| Prevotella disiens 

9 325347 Prevotella disiens Bacteria; 
ella. 

ref|NR_029148.1| Prevotella veroralis 
8 326875 Prevotella veroralis Bacteria; 
ella. 

ref|NR_029147.1| Prevotella oulorum 

5 Prevotella oulorum Bacteria; 

ella. 

ref|NR_029123.1| Sphingopyxis terrae 


7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_029111.1| Sphingomonas 
372149 373610 Sphingomonas 
ingomonadales; Sphingomonadaceae; 


265678801 


indicus strain NCC725 16S ribosomal RNA, partial sequence 


Lactobacillus 
379741 381255 


ref|NR_029106.1 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 
28220 
taiwanensis strai 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
28220 Bacteria_16S 415141 415077 25 89 gi| 265678778 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillacea 
28220 Bacteria_16S 432010 431946 25 89 gi| 265678767 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Roseomonas. 

28220 Bacteria_16S 447469 447405 25 89 gi| 265678757 


strain E7107 16S 


Bacteria_16S 


391874 391810 25 89 gi 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


28220 
strain 5424 16S r 


Bacteria_16S 


449001 448937 25 89 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


28220 
strain AU476 16S 


Bacteria_16S 


465763 465699 25 89 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


28220 
strain R 8118 16S 
Proteobacteria; B 
28220 


Alphaproteobacter 
28220 
coryniformis subs 


Bacteria_16S 


Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Bacteria_16S 


468763 468699 25 89 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
477881 477817 25 89 gi 


gi 


Rhodobacterales; 
508838 508774 25 


Rhodobacteraceae; 
89 gi 


ia; 


indicus Bacteria; 


n cf 16S ribosomal RNA, partial sequen 


446125 44760 


447654 44913 


464412 46582 


467397 46889 


476563 478023 Parac 


p- torquens strain 30 16S ribosomal RN. 


265678794 
ce 39048 


Acetobacte 
265678756 


Acetobacte 
265678741 


Rhodospiri 
265678739 


rkholderia 
265678733 


Paracoccu 
265678713 
A, complet 


Firmicutes; 


Lactobacillales; Lactobacillaceae; 


ref |NR_029099.1| Chitinimonas 

2 392023 Chitinimonas taiwanensis 

rkholderiaceae; Chitinimonas. 

ref |NR_029083.1| Lactobacillus 
413724 415278 Lactobacillus 

e; Lactobacillus. 

ref|NR_029072.1| Roseomonas gilardii 
430661 432145 Roseomonas gilardii 

spirillales; Acetobacteraceae; 

ref|NR_029062.1| Roseomonas cervicalis 

3 Roseomonas cervicalis Bacteria; 

raceae; Roseomonas. 

ref|NR_029061.1| Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 

raceae; Roseomonas. 

ref|NR_029046.1| Inquilinus limosus 

9 Inquilinus limosus Bacteria; 

llaceae; Inquilinus. 

ref|NR_029044.1| Burkholderia terricola 
3 Burkholderia terricola Bacteria; 


ceae; Burkholderia. 

ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 

s. 

ref|NR_029018.1| Lactobacillus 

e sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 
28220 
strain CS1 16S ri 
Firmicutes; Lacto 
28220 
strain 173-96 16S 


Bacteria_16S 


Bacteria_16S 


Lactobacillus. 

514781 514717 25 89 
bosomal RNA, partial sequence 

bacillales; Lactobacillaceae; 

560633 560569 25 89 
ribosomal RNA, partial sequence 


gi 


Lactobac 
gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


28220 
ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 

28220 
daecheongense str 
daecheongense Bac 
Chryseobacterium. 
28220 
seriniphilus stra 
seriniphilus Bact 
Paracoccus. 

28220 
strain Ppe8 16S r 
Proteobacteria; B 
28220 
thermohalophila s 
thermohalophila B 
28220 
hassiacum strain 
Bacteria; Proteob 
28220 
defluvii strain B 
Bacteria; Bactero 
28220 
rhizophila strain 
Bacteria; Proteob 
28220 
strain B14 16S ri 
Bacteroidetes; Ba 
28220 
strain MDA5527 16 
Proteobacteria; A 
28220 
strain 3-p 16S ri 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


562168 562104 25 89 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


566759 566694 25 89 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
584730 584666 25 89 gi 
in MBT-A4 16S ribosomal RNA, partial s 


eria; Proteobacteria; Alphaproteobacte 


589273 589209 25 89 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
592232 592167 25 89 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
593750 593686 25 89 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
622592 622527 25 89 gi 
2 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
639358 639293 25 89 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
730196 730131 25 89 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
742391 742327 25 89 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
743883 743819 25 89 gi 
bosomal RNA, partial sequence 


gi 


513446 51481 


559287 56077 


Sphingomonadales; 


728785 73027 


741046 74252 


265678709 


illus. 
265678679 


Lactobacillus rossiae 
rossiae Bacteria; 


ref|NR_029014.1 
3 Lactobacillus 


ref|NR_028984.1| Roseomonas rosea 
1 Roseomonas rosea Bacteria; 


rkholderia 
265678658 
sequence 
acteroidal 
265678657 
ce 59240 


265678637 

62122 
s; Flavoba 
265678625 
ence 63798 
nadales; X 
265678562 


ae; Prevot 
265678553 


Acetobacte 


ella 


Acetobacteraceae; Roseomonas. 

265678678 |ref|NR_028983.1]| Roseomonas 

sequence 560822 562307 Roseomonas 

eria; Rhodospirillales; Acetobacteraceae; 

265678675|ref|NR_028980.1| Chryseobacterium 

sequence 565378 566823 Chryseobacterium 

lavobacteriales; Flavobacteriaceae; 

265678663 |ref|NR_028968.1| Paracoccus 

equence 583422 584837 Paracoccus 

ria; Rhodobacterales; Rhodobacteraceae; 

265678660|ref|NR_028965.1| Burkholderia tropica 
587905 589310 Burkholderia tropica Bacteria; 


ceae; Burkholder 
ref |NR_028963.1 
590846 592357 
es; Marinilabiac 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref |NR_028930.1 
2 639478 Stenot 
v 


ia. 
Anaerophaga 
Anaerophaga 
eae; Anaerophaga. 
Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Chryseobacterium 
obacterium defluvii 
seobacterium. 
Stenotrophomonas 
rophomonas rhizophila 
anthomonadaceae; Stenotrophomonas. 
ref|NR_028866.1| Prevotella bryantii 
0 Prevotella bryantii Bacteria; 
ref|NR_028857.1| Roseomonas mucosa 
7 Roseomonas mucosa Bacteria; 
raceae; Roseomonas. 


265678551 


ref|NR_028855.1| Rhodocista pekingensis 


742578 743950 Rhodocista pekingensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 


28220 


respiraculi strai 
respiraculi Bacte 


28220 


postgatei strain 
Bacteria; 


28220 


strain Chj707 16S 
Bacteroidetes; 


28220 


phenolica strain 
Bacteria; 
Pseudoalteromonas. 


28220 


jannaschii strain 
Bacteria; 


28220 


taiwanensis strai 
taiwanensis Bacte 


28220 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


28220 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Flavobacteria; 


758187 758123 25 


779688 779624 25 


801142 801077 25 


ribosomal RNA, partial sequence 
Flavobacteriales; 


810340 810276 25 


813434 813369 25 


824012 823948 25 


834791 834727 25 


836293 836229 25 


852783 852714 26 


89 gi 


n AU3313 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 


89 gi 


2ac9 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


89 gi 


89 gi 


89 gi 


ALM2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


89 gi 


n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 


89 gi 


89 


gi 


94 gi 


radiotolerans str 


radiotolerans Bac 
Kineosporiaceae; 
28220 
strain W1219 16S 
Firmicutes; Erysi 
28220 
strain CFBP 4188 
Proteobacteria; 

28220 
strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


28220 
chilensis strain 
Bacteria; Proteob 
28220 
yabuuchiae strain 
Bacteria; Proteob 
28220 
strain JCM 21370 


28220 
tardaugens strain 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; Actinobacteria; Actinobacterida 
Kineococcus. 

863543 863479 25 89 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
868130 868065 25 89 gi 


gi 


ammaproteobacteria; Xanthomonadales; X 
909040 908976 25 89 gi 
S ribosomal RNA, partial sequence 
Sphingomonadales; 
1000191 1000127 25 89 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1068549 1068485 25 89 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 


1071543 1071479 25 89 gi 


1074458 1074394 25 89 gi 
ARI-1 16S ribosomal RNA, partial sequ 


ain SRS30216 16S ribosomal RNA, partial sequence 
e; Actinomycet 


862181 86365 


16S ribosomal RNA, partial sequence 866725 86827 


907717 90916 
Erythrobactera 
ref 
998800 1000269 Thiomicrospira chilensis 
ckettsiaceae; 


Sphingomonadales; 
16S ribosomal RNA, partial sequence 1070184 10716 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 


265678489 


bilis Bacteria; Proteobacteria; Alphaproteobacteria; 
Zymomonas. 


265678478 


265678470 


265678467 


265678439 


265678378 
ce 
hales; 
265678332 


265678330 


Rhodospiril 
265678328 


Sphing 


ref 
rain ATCC 10988 16S ribosomal RNA, partial sequence 


ref 


ref 
9 Bulleidia extructa Bacteria; 
elotrichaceae; 
ref 
6 Xanthomonas cynarae Bacteria; 
anthomonadacea Xanthomonas. 
ref 
0 Erythrobacter 
Erythrobacter. 


Pisciri 
ref 
ence 1067203 1068656 Sphingomonas yabuuchiae 
Sphingomonadaceae; 
ref 
36 Tistrella mobilis Bacteria; 


ref 
ence 1073137 1074554 Novosp 


O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudo 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


train Barker I 16S ribosomal RNA, partial sequence 833445 834896 
acteria; Proteobacteria; Alphaproteobacteria; 


265678541|ref|NR_028845.1| Cupriavidus 
756798 758254 Cupriavidus 
Burkholderiales; Burkholderiaceae; Cupriavidus. 
265678526 |ref|NR_028830.1| Desulfobacter 
778272 779794 Desulfobacter postgatei 
Desulfobacteraceae; Desulfobacter. 
265678512|ref|NR_028815.1| Kaistella koreensis 
799765 801236 Kaistella koreensis Bacteria; 
Flavobacteriaceae; Kaistella. 
265678506 |ref|NR_028809.1| Pseudoalteromonas 


alteromonas phenolica 


Pseudoalteromonadaceae; 


265678504|ref|NR_028807.1| Thioalkalivibrio 
812035 813508 Thioalkalivibrio jannaschii 
Ectothiorhodospiraceae; Thioalkalivibrio. 
265678497|ref|NR_028800.1| Cupriavidus 
sequence 822620 824161 Cupriavidus 
Burkholderiales; Burkholderiaceae; Cupriavidus. 
265678490|ref|NR_028793.1| Zymomonas mobilis 


Zymomonas mobilis 


omonadales; Sphingomonadaceae; 
NR_028792.1| Zymomonas mobilis 
834947 836398 Zymomonas 
Sphingomonadales; 
NR_028781.1| Kineococcus 
851409 852783 Kineococcus 


lac 


ales; 
NR_028773.1 


Bulleidia. 
NR_028770.1 


e; 
NR_028741.1 


ceae; 
NR_028680.1 


NR_028634.1 


NR_028632.1 


eae; Tistrel 
NR_028630.1 


Kineosporiineae; 


Bulleidia extructa 
Xanthomonas cynarae 
Erythrobacter citreus 
citreus Bacteria; 


Thiomicrospira 


Thiomicrospira. 
Sphingomonas 


Sphingomonas. 
Tistrella mobilis 


la. 
Novosphingobium 
hingobium tardaugens 


Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
28220 Bacteria_16S 1078852 1078788 25 89 gi|265678324|ref|NR_028626.1| Sphingomonas melonis 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 1077529 1078967 Sphingomonas melonis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

28220 Bacteria_16S 1084829 1084765 25 89 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

28220 Bacteria_16S 1096975 1096910 25 89 gi|265678312|ref|NR_028614.1| Acetobacter 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 1095628 1097070 Acetobacter 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

28220 Bacteria_16S 1106059 1105994 25 89 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

28220 Bacteria_16S 1121269 1121205 25 89 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


28220 


Bacteria_16S 


xococcales; 


1142422 1142358 25 89 gi 


253680762 


witflariensis strain W-50 16S ribosomal RNA, partial sequence 


witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


ref 


1119856 1121404 Anaero 


cy 


stobacterine 


NR_028010.1 


myxobacter dehalogenans 
ae; Myxococcaceae; 


Sphingopyxis 


1141076 1142557 Sphingopyxis 


Sphingomonadales; 


Sp 


hingomonadaceae; 


28220 
DSM 9946 16S ribo 
Deinococcus-Therm 
28220 
C91 16S ribosomal 
Proteobacteria; B 
28220 
NS12 16S ribosoma 
Sphingobacteria; 
28220 
strain UR/MT95 16 
Proteobacteria; B 
28220 
AT1047 16S riboso 
Flavobacteria; Fl 
28220 
pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 
28220 
metallidurans str 
metallidurans CH3 
Cupriavidus. 
28220 
thailandensis str 
thailandensis E26 
Burkholderia; pse 
28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1163586 1163521 25 89 gi 
Deinococci; Thermales; 
1180296 1180232 25 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1249841 1249776 25 89 gi 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
1267819 1267755 25 89 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1273871 1273806 25 89 gi 
mal RNA, partial sequence 
avobacteriales; Flavobacteriaceae; Sej 
1312927 1312862 25 89 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


Thermaceae; 
89 gi 


us; 


1339026 1338962 25 
ain CH34 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


89 gi 
partial se 
Betaproteo 


1360294 1360230 25 

ain E264 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 
udomallei group. 

1373934 1373870 25 89 


89 gi 
partial se 
Betaproteo 


Bacteria_16S 


gi 


strain MT1-641 16 
Proteobacteria; B 
28220 
strain STM815 16S 
Bacteria; Proteob 
28220 
strain STM678 16S 
Proteobacteria; B 
28220 
RW1 16S ribosomal 
Proteobacteria; A 
28220 
chlorophenolicum 
chlorophenolicum 
Sphingobium. 
28220 
strain S-3 16S ri 
Proteobacteria; A 
28220 
strain TH-23 16S 
Firmicutes; Bacil 
28220 
antibioticus stra 
antibioticus Bact 
Lysobacter. 

28220 
strain SO2 16S ri 
Proteobacteria; A 
28220 
saccharolyticum W 
WM1 Bacteria; Fir 
28220 
strain USDA 9030 
Proteobacteria; A 
28220 
paracasei subsp. 
paracasei subsp. 
28220 
strain 8025 16S r 
Proteobacteria; G 
28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1387520 1387456 25 89 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1389035 1388971 25 89 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1400927 1400863 25 89 gi 
RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1408357 1408293 25 89 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1414419 1414355 25 89 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1420516 1420443 15 89 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1429822 1429757 25 89 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


gi 


1487559 1487495 25 89 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1492126 1492062 25 89 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1504024 1503960 25 89 gi 


gi 


lphaproteobacteria; Rhizobiales; Rhizo 
1510089 1510025 25 89 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1513038 1512974 25 89 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1517553 1517489 25 89 gi 


1372563 


1386182 


1387667 


228720981 


somal RNA, partial sequence 1162257 1163688 Meiot 


Meiotherm 
228717704 


1178919 1180416 Nitro 


itrosomona 
219857416 


1248510 1249867 Runel 


Runella. 
219846423 


1266430 12679 


alobactera 
219846220 


1272544 1273908 Sejon 


ongia. 
228721465 
sequence 

eria; Xant 


228721484 
quence 
bacteria; 


228720024 
quence 
bacteria; 


228717983 
13740 
rkholderia 
228716754 
13876 
riales; Bu 
228716720 
13891 
rkholderia 
228715353 


1399580 1401060 Sphin 


Sphingomon 
219846657 
artial seq 
acteria; S 


224581449 


1413085 14145 


Sphingomon 
224581445 


1419106 14206 


224581439 
sequence 
ria; Xanth 


219857235 


1486230 14876 


biaceae; R 
219846902 
14907 
ostridiace 
219846475 


16S ribosomal RNA, partial sequence 1502684 15041 


biaceae; R 
219846290 
A, partial 
acillales; 
219878127 


1511717 15130 


steurellac 
219873435 


ref|NR_027600.1 
hermus silvanus 
us. 

ref 
somo 
dace 
ref 
la z 


NR_027566.1 
nas eutropha 
ae; 
NR_025004.1 
eae Bacteria 


ref|NR_026014.1 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Runella zeae strain 
Bacteroidetes; 


v 


Massilia timonae 


23 Massilia timonae Bacteria; 


; Massilia. 
NR_025810.1 
jeonii Bacte 


ceae 
ref 
gia 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_027607.1 
1337638 133913 
Burkholderiales; 
ref|NR_027587.1 
1358923 136041 
Burkholderiales; 


ref|NR_027569.1 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Burkholderia 
0 Burkholderia 


Burkholderiaceae; 


Burkholderia unamae 


50 Burkholderia unamae MTI-641 Bacteria; 
ceae; Burkholderia. 

ref|NR_027555.1| Burkholderia phymatum 
16 Burkholderia phymatum STM815 
rkholderiaceae; Burkholderia. 
ref|NR_027554.1| Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 

ref|NR_027525.1| Sphingomonas wittichii 
gomonas wittichii RW1 Bacteria; 
adaceae; Sphingomonas. 

ref|NR_026249.1| Sphingobium 

uence 1407032 1408473 Sphingobium 
phingomonadales; Sphingomonadaceae; 


ref |NR_027233.1| Sphingobium cloacae 
01 Sphingobium cloacae Bacteria; 
adaceae; Sphingobium. 
ref|NR_027227.1| Bacillus infernus 
13 Bacillus infernus Bacteria; 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


Lysobacter 
1 Lysobacter 
homonadaceae; 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026494.1| Clostridium 

49 1492247 Clostridium saccharolyticum 
ae; Clostridium. 
ref|NR_026067.1| Rhizobium tropici 

57 Rhizobium tropici Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025880.1| Lactobacillus 

sequence 1508684 1510205 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
ref|NR_025266.1| Histophilus somni 

77 Histophilus somni Bacteria; 
eae; Histophilus 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfotignum. 


ref|NR_025194.1| Desulfotignum 
1516159 1517596 Desulfotignum 


28220 
strain ATCC 25258 
Bacteria; Firmicu 
28220 
cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 
28220 
stercoricanis str 
stercoricanis Bac 
28220 
inopinata strain 
Bacteria; Firmicu 
28220 
strain R-13291 16 
Proteobacteria; G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1526674 1526610 25 89 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1534286 1534222 25 89 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 

kholderia cepacia complex. 

1623747 1623683 25 89 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1632802 1632738 25 89 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1654111 1654046 25 89 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


’ 


s 
a; 


Ea 8 


en 
es 


an 


219857499 


219857425 


219878461 
equence 


219878455 


219878439 


1652728 16542 
thomonad 


15252 
Lactobac 


equence 
Burkhol 


a; Burkh 


ce 16314 
Erysip 


, 


28220 


Bacteria_16S 


1655658 1655593 25 


strain R-10289 16 


89 


S ribosomal RNA, partial sequence 


gi|219878438 
1654275 16557 


ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025013.1 

1532915 153432 
deriales; Burkho 


ref|NR_025600.1 
1622384 162383 
olderiales; Alca 
ref|NR_025594.1 
20 1632923 Erysi 
elotrichaceae; E 
ref|NR_025578.1 


aceae; Thermomon 
ref|NR_025577.1 


Lactobacillus jensenii 
acillus jensenii 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

28220 Bacteria_16S 1687578 1687514 25 89 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 

28220 Bacteria_16S 1769908 1769843 25 89 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

28220 Bacteria_16S 1786494 1786429 25 89 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

28220 Bacteria_16S 1815482 1815417 25 89 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 


LMG 19981 16S rib 
Proteobacteria; G 
28220 
myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 
28220 
denitrificans str 
denitrificans Bac 
Sterolibacterium. 
28220 
intestinalis stra 
intestinalis Bact 
28220 
strain DSM 5661 1 
Firmicutes; Lacto 
28220 
haemolytica strai 
haemolytica Bacte 
Thermomonas. 
28220 
thiooxidans strai 
thiooxidans Bacte 
28220 
joostei strain LM 
joostei Bacteria; 
28220 
mannitolilytica s 
mannitolilytica B 
Ralstonia. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1818561 1818496 25 89 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


an 


al 
Ss 


1836767 1836703 25 89 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


e 
ri 


1838352 1838288 25 89 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1839915 1839851 25 89 gi 


s 
to 


bacillales; Lactobacillaceae; Lactobacil 
1850682 1850617 25 89 gi 
n A50-7-3 16S ribosomal RNA, partial s 


ria; Proteobacteria; Gammaproteobacter 


eq 
ia 


1879427 1879363 25 89 gi 
n CS-K2 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Betaproteobacteria; 
1920447 1920382 25 89 gi 
G 18212 16S ribosomal RNA, partial seque 
Bacteroidetes; Flavobacteria; Flavobact 
1923470 1923406 25 89 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


al 
te. 


1814099 18155 


219878324 


219878311 


219878310 


219878309 


6S ribosomal RNA, partial sequence 1838512 18400 


219878302 


219878282 


219878248 


219878246 


thomonad 


sequenc 
phingoba 


sequence 
a; Rhodo 


equence 
bacillac 


lus. 


uence 
Xantho: 


’ 


nce 
Burkhol 


nce 
eriales; 


sequenc 
ria; Bur 


28220 


Bacteria_16S 


1956896 1956832 25 


strain EDIV 16S r 


28220 


phenolica strain 
Bacteria; 


28220 


strain ATCC 15260 


28220 


Bacteria_16S 


Proteob 
Bacteria_16S 


Bacteria_16S 


1976617 1976553 25 


2016698 2016634 25 


2042312 2042247 25 


89 


ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


89 


PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; 


89 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


89 


gi| 219878224 
1955571 19570 
Sphingomon 
219878211 
ce 19752 
acterales; 
219878185 
20153 
Sphingomon 


gi 


Desulfob 
gi 


aceae; Fulvimona 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref |NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref|NR_025448.1 
21 Lactobacillus 


ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref|NR_025363.1 


95 Fulvimonas soli Bacteria; 


Ss. 
Sporocytophaga 

7 Sporocytophaga 

bacteraceae; 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Limnobacter 

7 Limnobacter 

lderiaceae; Limnobacter. 
Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 
Ralstonia 

0 Ralstonia 

rkholderiaceae; 


Sphingomonas pituitosa 


16 Sphingomonas pituitosa Bacteria; 


adaceae; Sphingo: 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 


gi|219878167 


broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 


monas. 

Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Caulobacter leidyia 
acter leidyia Bacteria; 


ref |NR_025306.1 
2040918 204243 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


28220 
nitritireducens s 


Stenotrophomonas. 
28220 
strain B1953/27.1 
Proteobacteria; 
28220 
strain M384 16S r 
Bacteroidetes; 
28220 
strain ATCC 51261 
Bacteroidetes; Ba 
28220 
johnsonii strain 
johnsonii Bacteri 
28220 
hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 
28220 
pentaromativorans 
pentaromativorans 
Novosphingobium. 
28220 
strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 


28220 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 
ibosomal RNA, partial sequence 
Bacteroidia; Bacteroidales; 


Bacteria_16S 


Bacteria_16S 
ATCC 33200 16S ribosomal RNA, partial 
Lactobacillales; 
Bacteria_16S 
rain SGM-6 16S ribosomal RNA, partial 


Bacteria_16S 


Bacteria_16S 


2043872 2043807 25 
Proteobacteria; 


2045447 2045382 25 


2047022 2046957 25 


2073106 2073041 25 


cteroidia; 
2083876 2083812 25 


Firmicutes; 
2094442 2094377 25 


a; 


cteria; Proteobacteria; 


2114157 2114093 25 


strain 


2118765 2118701 25 
ribosomal RNA, 


train L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; 


16S ribosomal RNA, partial sequence 


ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


partial sequence 
Sphingomonadales; 


strain AU2944 16S 
Proteobacteria; 


28220 


strain ALC-2 16S 
Proteobacteria; Alphaproteobacteria; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


2159482 2159418 25 


partial sequence 
Sphingomonadales; 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


s strain ATCC 21588 16S 


28220 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas. 


28220 


hongkongensis str 
hongkongensis Bac 


28220 


fructosus strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


fructosus Bacteria; 


28220 


ficulneus strain 
Bacteria; 


28220 


strain DSM 11853 
Proteobacteria; 


28220 


campinensis strai 
Bacteria; 


28220 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Firmicutes; 


2185333 2185268 25 
Proteobacteria; 
2230778 2230714 25 

Proteobacteria; 


2250571 2250507 25 


2252096 2252032 25 


FS-1 16S ribosomal RNA, partial sequence 
Fructobacillus. 


Lactobacillales; 
2275195 2275131 25 


2276729 2276665 25 


n WS2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


2287357 2287292 25 


train ARh 2 16S ribosomal RNA, partial 
acteria; 


Proteobacteria; 


2318988 2318923 25 


89 gi| 219878166 


Gammaproteobacteria; 


89 219878165 


20 


gi 


Xanthomonadales; 


440 


ref|NR_025305.1 
2042490 204400 


ref |NR_025304.1 


Stenotrophomonas 
2 Stenotrophomonas 


Xanthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
Luteimonas. 


89 gi|219878161|ref|NR_025300.1| Prevotella albensis 
2045623 2047117 Prevotella albensis Bacteria; 
Prevotellaceae; Prevotella. 
89 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
2071729 2073175 Prevotella enoeca Bacteria; 
Prevotellaceae; Prevotella. 
89 gi|219878134|ref|NR_025273.1| Lactobacillus 
sequence 2082477 2083963 Lactobacillus 


89 219878126 
sequence 


Gammaproteobacteria; 


gi 


89 gi| 219857659 


89 gi| 219857656 


89 gi| 219857629 


ribosomal RNA, 


n CB-226 16S ribosomal RNA, partial sequence 
ria; 


ain HKU1 16S ribosomal RNA, partial sequence 
teria; 


DSM 20349 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Fructobacillus. 
gi| 219857565 
22507 


89 


89 gi| 219857550 


16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


89 219857549 


22753 


gi 


Lactobacillaceae; Lactobacillus. 


Xanthomonadales; 


sequence 2112812 21142 


2117441 21188 
Erythrobacteraceae; 


2150729 21521 


partial sequence 
s Bacteria; Proteobacteria; Alphaproteobacteria; 


Burkholderiaceae; 


ref|NR_025265.1 
2093069 209454 


ref |NR_025248.1 


9 


Erythr 


Porphy 
NR_025218.1 
215819 
Rhodobacterales 


ref 


ref|NR_025153.1 
18 2252192 Fructo 
ref |NR_025138.1 
Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 


Thermomonas 
6 Thermomonas 


Xanthomonadaceae; 


Novosphingobium 
2 Novosphingobium 


Sphingomonadales; Sphingomonadaceae; 
ref|NR_025245.1]| Erythrobacter flavus 
82 Erythrobacter flavus Bacteria; 


obacter. 


2123326 2123262 25 89 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
2152043 2151979 25 89 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 
Erythrobacteraceae; 


robacter. 
Paracoccus 

4 2159597 Paracoccus 

; Rhodobacteraceae; 


89 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
2183928 2185466 Pseudoxanthomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
89 gi|219857579|ref|NR_025167.1| Laribacter 
2229404 2230862 Laribacter 
Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
89 gi|219857566|ref|NR_025154.1] Fructobacillus 


7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Cupriavidus 
vidus campinensis 
Cupriavidus. 


89 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
sequence 2285990 2287383 Thioalkalivibrio 
Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


89 gi| 219857517 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 


Bacteria; 


28220 


acidaminiphila st 


Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


2320580 2320515 25 


rain AMX 19 16S ribosomal RNA, partial 


acidaminiphila Bacteria; 


Stenotrophomonas. 
28220 
strain IPT10 16S 


Bacteria_16S 


Proteobacteria; 


2331084 2331020 25 


Proteobacteria; 


28220 


Bacteria_16S 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


2337075 2337011 25 


ref|NR_025105.1 
82 2319121 Pseudo 
, 


Pseudoxanthomonas 
xanthomonas mexicana 


Xanthomonadaceae; Pseudoxanthomonas. 
89 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
sequence 2319172 2320713 Stenotrophomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
89 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 


2329695 23312 


89 gi| 219857504 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 


17 Burkholderia 


sacchari Bacteria; 

Burkholderia. 

ref|NR_025092.1| Roseinatronobacter 
2335756 2337102 Roseinatronobacter 


thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 


28220 


strain LBB1 16S r 


28220 


strain LMG 16225 


28220 


caledonica strain 
caledonica Bacter 


28220 


strain Loup-1 16S 
Bacteroidetes; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteroidia; 


2341586 2341522 25 


2385617 2385553 25 


2387141 2387077 25 


2394794 2394729 25 


2408439 2408374 25 


89 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


89 


89 


LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria; 


89 


ribosomal RNA, partial sequence 


Bacteroidales; Porphyromonadaceae; 


89 


gi|219857501 
2340265 23417 


gi| 219857470 


16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


219857469 
sequence 


gi 


gi| 219857464 


2393419 2394884 Porphyromonas 
Porphyromonas. 


gi] 219857455 


Burkholderiales; 


ref|NR_025089.1 
Rhodobaca 
ref|NR_025058.1 
Burkholder 
ref|NR_025057.1 

2385781 238725 
Burkhol 
NR_025052.1 


ref 


ref |NR_025043.1 


strain LMG11607 1 
Bacteroidetes; 
28220 
strain SPS-1037 1 


28220 


Bacteria; 
28220 
strain DSM 1105 1 


28220 
paradoxus strain 
Bacteria; 
28220 


Sphingopyxis. 
28220 
strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


28220 
strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Chromati 
Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromati 
Bacteria_16S 


28220 


Bacteria; 
28220 


Bacteria; 
28220 
strain LMG 3413 1 


28220 
strain O 16S ribo 


28220 
strain I 16S ribo 


28220 


Proteobacteria; Gammaproteobacteria; Chromati 
Bacteria_16S 
taejonensis strain JSS-54 16S ribosomal RNA, partial se 
taejonensis Bacteria; Proteobacteria; Alphaproteobacter 


Bacteria_16S 


Flavoba 
gi 


Flavobacteriales; 


2411514 2411450 25 89 


2425441 2425376 25 89 


gi 


2437339 2437275 25 89 


gi 


2441948 2441883 25 89 gi 
ARh1 16S ribosomal RNA, partial sequen 


2458588 2458524 25 89 


gi 


2460079 2460015 25 89 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2461571 2461507 25 89 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2470804 2470739 25 89 gi 


2472308 2472243 25 89 


gi 


2532636 2532572 25 89 


gi 


2577941 2577872 26 94 gi 


2579370 2579301 26 94 gi 


2618030 2617966 25 89 


gi 


La 


6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteria; 
Bacteria_16S 


ct 


pi 


al 


rk 


ce 
al 


qu 
ia 


Sp 


Sp 


ce 


al 


al 


rk 


oc 


oc 


al 
ct 


219857453 
6S ribosomal RNA, partial sequence 2410156 24116 
Proteobacteria; Betaproteobacteria; Burkholderiales; Te 
Bacteria_16S 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromati 
Bacteria_16S 


219857442 


219857430 
6S ribosomal RNA, partial sequence 2436004 24374 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


Bacteria_16S 219857426 


219857411 


219857410 
2458757 2460197 Sphingomonas 


219857409 
2460248 2461689 Sphingomonas 


219857403 


219857402 


219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
Bacteria_16S 219857283 
somal RNA, partial sequence 2576563 2577940 Cellulomonas iranensi 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 219857282 
somal RNA, partial sequence 2577991 2579369 Cellulomonas persica 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


selangorensis strain LMG 17710 16S ribosomal RNA, parti 


219857254 


Riemerella. 
NR_025041.1 


eriaceae; 
ref 


dimonas. 
ref |NR_025030.1 
2424042 2425535 Haloth 
Halothiobacillaceae; 
ref|NR_025018.1 


es; 


holderiaceae; Cupriavidu 
ref|NR_025014.1 
2440572 2442029 Thioal 
Ectothiorhodospirace 
ref|NR_024999.1 
ence 2457264 245870 
; Sphingomonadales; Sphi 


es; 


ref |NR_024998.1 
hingomonadaceae; Sphingo 
ref |NR_024997.1 


hingomonadaceae; Sphingo 
ref|NR_024991.1 
2469412 2470870 Thioal 
Ectothiorhodospirace 
ref |NR_024990.1 
2470921 2472353 Thioal 
Ectothiorhodospirace 
ref |NR_024944.1 


es; 


es; 


holderiaceae; Cupriavidu 
ref |NR_024914.1 


Cellulomonadac 
NR_024913.1 


occineae; 
ref 


occineae; Cellulomonadac 
ref|NR_024885.1 
sequence 2616635 261812 
Paralactob 


selangorensis Bac 


28220 


strain GSL-But2 1 


28220 


pelophilus strain 
pelophilus Bacter 


28220 


subterraneus stra 
Bacteria; 


28220 


strain Pd55 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


Firmicutes; 
2642437 2642373 25 


2647098 2647034 25 


2675603 2675539 25 


2677069 2677004 25 


Lactobacillales; 


89 


89 


89 


89 


ibosomal RNA, partial sequence 


gi|219857230 


6S ribosomal RNA, partial sequence 2641027 26425 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


gi| 219857227 


asp 66 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 


Rhodocyc 


gi|219857206 


in C55 16S ribosomal RNA, partial sequence 26742 
Proteobacteria; Betaproteobacteria; Thiobacter. 


gi] 219857205 
2675717 26771 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


28220 


Bacteria_16S 


2701005 2700940 25 


89 


strain EPSA11 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Bacteroidia; 


Bacteroidales; 


Prevotellaceae; 


gi|219857188 


obacillaceae; 


ref|NR_024858.1 
73 Desulfocella 
Desul 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref|NR_024834.1 
15 2675666 Thioba 


ref|NR_024833.1 


Lebetimonas. 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Burkholderia fungorum 


fungorum Bacteria; 


ia. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Porphyromonas gulae 
gulae Bacteria; 


Riemerella columbina 


26 Riemerella columbina Bacteria; 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 

Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 

Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


s. 
Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Paralactobacillus 
9 Paralactobacillus 
acillus. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Propionivibrio 

7 Propionivibrio 

aceae; Propionivibrio. 

Thiobacter 

cter subterraneus 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


ref|NR_024816.1 


Prevotella salivae 


2699606 2701098 Prevotella salivae Bacteria; 


Prevot 


ella. 


28220 
strain EHS11 16S 
Bacteroidetes; 
28220 


thermophila Bacte 


Hydrogenimonas. 
28220 


thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 270866 
ria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
2744624 2744560 25 89 gi|219857158|ref|NR_024786.1 

2743252 27447 


Proteobacteria; 
28220 


28220 


28220 


Bacteria; 
28220 
strain IAM 12409 
Proteobacteria; 

28220 


Pseudomonas. 
28220 
28220 
Bacteria; 
28220 
Hydrogenophilus. 
28220 


Bacteria; 
28220 


carotinifaciens s 
carotinifaciens B 


Paracoccus. 
28220 


28220 


fornicalis strain 
fornicalis Bacter 


28220 


Bacteroidetes; 
28220 


Thermus; 
28220 


Clostridia; 
28220 
strain CreCitl 
Proteobacteria; 
28220 
dicarboxylicus 
dicarboxylicus 
Propionivibrio. 
28220 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
strain T7 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Coma 
Bacteria_16S 
Al1-17B 16S ribosomal RNA, partial sequence 
Actinobacteridae; 
Bacteria_16S 
agariperforans st 
agariperforans Bacteria; 
Reichenbachiella. 
Bacteria_16S 
kururiensis strain KP23 16S ribosomal RNA, partial sequen 
Proteob 
Bacteria_16S 


B 
Bacteria_16S 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partia 
hibiscicola Bacteria; 


Bacteria_16S 
strain ATCC 19374 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomona 
Bacteria_16S 
strain ATCC 33616 
Proteob 
Bacteria_16S 
thermoluteolus st 
thermoluteolus Ba 


Bacteria_16S 
japonensis strain 
Proteob 
Bacteria_16S 


Bacteria_16S 
strain S37 16S ri 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


Bacteria_16S 
strain 1145589 16 


2702545 2702480 25 89 gi| 219857187 |ref|NR_024815.1 
ribosomal RNA, partial sequence 2701149 27026 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
2708617 2708552 25 89 gi|219857183|ref|NR_024811.1 


2746096 2746027 26 94 gi 
Actinomycetales; Micrococcineae; Microc 
2759454 2759389 25 89 gi 
rain KMM 3525 16S ribosomal RNA, partial 
Bacteroidetes; Sphingobacteria; 
2836375 2836311 25 


89 gi 


acteria; Betaproteobacteria; Burkholderi 


2848582 2848518 25 89 gi 


etaproteobacteria; Burkholderiales; Coma 
2851708 2851643 25 89 gi 


1 


Proteobacteria; Gammaproteobacteria 


2853277 2853212 25 89 gi 


2857956 2857891 25 89 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomona 
2919377 2919313 25 89 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


eq 
er 


2923997 2923932 25 89 gi 

12-3 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Xanthomona 
2926838 2926774 25 89 gi 
train E-396 16S ribosomal RNA, complete 
acteria; Proteobacteria; Alphaproteobact 


2966112 2966048 25 89 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3010334 3010270 25 89 gi 
TV1018 16S ribosomal RNA, partial seque 
ia; Firmicutes; Lactobacillales; Lactoba 
3016445 3016380 25 89 gi 
S ribosomal RNA, partial sequence 


Sp 


219857157 
2744758 2746095 Rothi 


219857147 


219856900 


219856892 


16S ribosomal RNA, partial sequence 2847193 28487 


219856890 


219856889 


219856886 


219856844 


219856841 


219856839 


219856812 
2964771 296 


219846917 


219846913 
3015068 301 


Delftia. 
ref|NR_024785.1 
a aeria Bacteria 
eae; Rothia. 
ref|NR_024775.1 
e 2758107 275950 
acteriales; 


monadaceae; 


occac 


sequenc 
Sphingob 


ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref |NR_024711.1 


ce 28349 
ales; Bu 


monadaceae; Delftia. 
ref|NR_024709.1 
sequence 2850317 285183 


; Pseudomonadales; Pseud 


ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024663.1 
uence 2918000 291946 
ia; Hydrogenophilales; H 


28518 
dales; X _ 
28565 
dales; X 


ref |NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024658.1 
sequence 2925520 292697 
eria; Rhodobacterales; R 


e 29226 
dales; X 


ref |NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref|NR_026509.1 

3008942 301036 
eae; Lactobacillus 
ref |NR_026505.1 


62 
hingomon 


nce 
cillac 


65 


Prevotella shahii 


38 Prevotella shahii Bacteria; 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Rothia aeria strain 
; Actinobacteria; 


Reichenbachiella 
5 Reichenbachiella 


Flammeovirgaceae; 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 

monas cissicola 
Xanthomonas. 
Hydrogenophilus 

0 Hydrogenophilus 

ydrogenophilaceae; 


Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Paracoccus 

1 Paracoccus 

hodobacteraceae; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Lactobacillus 
2 Lactobacillus 


Dysgonomonas gadei 


Bacteria_16S 
SPS-17 16S ribosomal RNA, partial sequence 
Deinococ 
Bacteria_16S 
strain 7 16S ribo 
Clost 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
caribensis strain 
caribensis Bacter 
Bacteria_16S 


Bacteroidia; Bacteroidales; 
3019320 3019255 25 


Porphyromona 
89 gi 


Thermus. 
89 


Thermales; Thermaceae; 
3033008 3032944 25 


ci; 
gi 


ridiales; Clostridiaceae; Clostridium. 
3054373 3054309 25 89 gi 
16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 
3055919 3055855 25 89 gi 
strain CreMall 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Betaproteobact 


3078361 3078297 25 89 gi 
MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 


daceae; 


3017969 3019430 Thermus o 


somal RNA, partial sequence 3031628 3033115 Clost 


3052993 30544 
er 


1 
er 


uence 
; Burkholderia 


3086006 3085942 25 89 gi 


31 Dysgonomonas 
sgonomonas. 
ref 


Dy 
219846911 


219846901 |ref 


ridium indolis 


219846886 |ref 


iaceae; Formivibrio. 
219846885 |ref 
sequence 3054533 30560 
ia; Rhodocyclales; 
219846870|ref 

3076975 30784 
les; Burkho 


219846865 |ref 


NR_026503.1 
shimai Bacte 


NR_026493.1 


NR_026478.1 


82 Formivibrio citricus Bacteria; 


NR_026477.1 


NR_026462.1 


NR_026457.1 


gadei Bacteria; 


Thermus oshimai strain 
ria; Deinococcus- 


Clostridium indolis 


Bacteria; Firmicutes; 


Formivibrio citricus 


Propionivibrio 


28 Propionivibrio 


Rhodocyclaceae; 


Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Paracoccus 


0 
1 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


28220 Bacteria_16S 


denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
28220 Bacteria_16S 
halotolerans DSM 
Bacteria; 
28220 Bacteria_16S 
strain 10371 16S 
Bacteroidetes; 
28220 Bacteria_16S 
guttoideum strain 
guttoideum Bacteria; 
28220 Bacteria_16S 


strain LMG 471 16S ribos 
Proteobacteria; Gammaproteobacteria; 


28220 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


28220 Bacteria_16S 


strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 


28220 Bacteria_16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


28220 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
28220 Bacteria_16S 


strain LMG 690 16S ribos 
Proteobacteria; Gammaproteobacteria; 


28220 Bacteria_16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


28220 Bacteria_16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


28220 Bacteria_16S 


strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 


28220 Bacteria_16S 


strain LMG 736 16S ribos 
Proteobacteria; Gammaproteobacteria; 


28220 Bacteria_16S 
sibiricus strain 


Sandaracinobacter. 
28220 Bacteria_16S 
strain IFO 10550 


28220 Bacteria_16S 
strain IFO 15498 


28220 Bacteria_16S 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 


28220 Bacteria_16S 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


28220 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


28220 Bacteria_16S 


strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


28220 Bacteria_16S 


strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


28220 Bacteria_16S 


11383 1 
Proteobacteria; 


ribosomal RNA, 
Bacteroidia; 


DSM 40 


3087451 3087387 25 


3112896 3112832 25 


3145991 3145926 25 


Bacteroidales; 
3158335 3158271 25 


Firmicutes; Clostridia; 


3182521 3182456 25 


3184073 3184008 25 


3185625 3185560 25 


3187177 3187112 25 


3188729 3188664 25 
Proteobacteria; 


3190281 3190216 25 


3191833 3191768 25 


3193385 3193320 25 


3194935 3194870 25 


3196487 3196422 25 


3197961 3197897 25 


3209893 3209829 25 


3211385 3211321 25 


3262741 3262677 25 


3290027 3289962 25 


3291552 3291487 25 


3293104 3293039 25 


3294656 3294591 25 


3296206 3296141 25 


89 


89 


6S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


89 


partial sequence 
Prevotellaceae; 


89 


24 16S ribosomal RNA, partial sequence 
Clostridiales; 


89 


omal RNA, partial sequence 


89 


somal RNA, partial sequence 3182688 31841 


89 


omal RNA, partial sequence 


89 


omal RNA, partial sequence 


89 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


89 


omal RNA, partial sequence 


89 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


89 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


89 


somal RNA, partial sequence 3193552 31950 
Xanthomonadales; Xanthomonad 


89 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


89 


RB16-17 16S ribosomal RNA, partial sequence 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 


89 


16S ribosomal RNA, partial sequence 3208570 32100 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


89 


16S ribosomal RNA, partial sequence 3210062 32115 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


89 


Sphingomonadales; 


89 


89 


89 


89 


89 


gi| 219846864 


219846847 
31115 


gi 
gi|219846825 
3144616 31460 


gi| 219846817 


gi| 219846800 
3181138 31826 


Xanthomonadales; Xanthomonadaceae; 


gi|219846799 


Xanthomonadales; Xanthomonadaceae; 


gi|219846798 
3184240 31857 


Xanthomonadales; Xanthomonadaceae; 


gi| 219846797 
3185792 31872 


Xanthomonadales; Xanthomonadaceae; 


gi|219846796 
Xantho: 


gi|219846795 
3188896 31903 


Xanthomonadales; Xanthomonadaceae; 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 


gi|219846792 


gi|219846791 
3195102 31966 


gi|219846790 


Sphingom 


gi| 219846782 
Sphingomon 
gi| 219846781 
Sphingomon 
gi| 219846746 
Sphingomon 


gi|219846728 


gi|219846727 


gi|219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


Rhodobacterales; 


NR_026456.1 


ref|NR_026439.1 


ref |NR_026417.1 


ref|NR_026409.1 


ref |NR_026392.1 


ref|NR_026391.1 


ref |NR_026390.1 


ref |NR_026389.1 


ref|NR_026388.1 
187344 318884 


monadales; 


w 


ref |NR_026387.1 


ref|NR_026386.1 


aceae; 
ref|NR_026385.1 


aceae; 
ref |NR_026384.1 


aceae; 
ref|NR_026383.1 


aceae; 
ref |NR_026382.1 
196654 319807 
onadales; Sphing 


Ww 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026320.1 


aceae; Xanthomon 
ref|NR_026319.1 


aceae; Xanthomon 
ref|NR_026318.1 


Xanthomon 


ref|NR_026317.1 


Xanthomon 


gi| 219846724 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 


Paracoccus 


3086162 3087556 Paracoccus 
Rhodobacteraceae; 


Desulfobacter 


17 3112988 Desulfobacter halotolerans 
Desulfobacteraceae; 


Desulfobacter. 
Prevotella pallens 


69 Prevotella pallens Bacteria; 
Prevotella. 


Desulfotomaculum 


3156952 3158446 Desulfotomaculum 
Lachnospiraceae. 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Sphingomonas mali 


mali Bacteria; 


monas. 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 


ref|NR_026316.1 
3294823 329632 


Xanthomonas 
2 Xanthomonas 


28220 
strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


28220 
strain ATCC 43185 
Bacteroidetes; Ba 
28220 
strain ATCC 51270 
Bacteria; Bactero 
28220 
strain DSM 6836 1 
Firmicutes; Clost 
28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3312881 3312817 25 89 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3393565 3393500 25 89 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Bacteroidace 
3410307 3410242 25 89 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 

3447270 3447206 25 89 


Po 
gi 


ridia; Clostridiales; Clostridiaceae; 
3547883 3547818 25 89 gi 


Sp 


ae 


rp 


cl 


339 
Bact 


v 


340 
hyromo 


ostrid 


219846712 
3311548 33129 
hingomon 
219846650 


21 
er 


219846638 


89 
na 


219846612 
6S ribosomal RNA, partial sequence 3445905 34473 


iu 


219846545 


strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 35479 


Bacteroidetes; Ba 
28220 
cangingivalis str 
cangingivalis Bac 
28220 
celerecrescens st 
celerecrescens Ba 
28220 
strain VKM-14L 16 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methyloca 
28220 Bacteria_16S 3693792 3693728 25 89 gi| 219846442 |ref|NR_026033.1 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methyl 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
28220 Bacteria_16S 3704297 3704232 25 89 gi|219846434|ref|NR_026025.1 
anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 370430 
anatipestifer Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
28220 Bacteria_16S 3771344 3771280 25 89 gi|219846384|ref|NR_025975.1 
strain R001 16S ribosomal RNA, partial sequence 3769978 37714 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
28220 Bacteria_16S 3798510 3798446 25 89 gi|219846364|ref|NR_025955.1 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 37986 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cyclocla 
28220 Bacteria_16S 3816801 3816736 25 89 gi| 219846352 |ref|NR_025943.1 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 381690 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halot 
Halothiobacillus. 

28220 Bacteria_16S 3863734 3863669 25 89 gi|219846320|ref|NR_025910.1 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 38638 

Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

28220 Bacteria_16S 3865252 3865187 25 89 gi|219846319|ref|NR_025909.1 
strain ATCC 29800 16S ribosomal RNA, partial sequence 3863852 3865319 Alisti 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 

28220 Bacteria_16S 3866774 3866709 25 89 gi|219846318|ref|NR_025908.1 


strain 7728-L6C 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteroidia; Bacteroidales; Porphyromona 
3549417 3549352 25 89 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
3599693 3599629 25 89 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3651143 3651079 25 89 gi 
S ribosomal RNA, partial sequence 


da 


1 
te 


al 
id 


ceae; 


sequen 
roidal 


seque 
iales; 


Po 


219846544 


ce 
es 


219846508 


nc 
Cc 


219846471 
3649747 36512 


6S ribosomal RNA, partial sequence 3865370 38668 


Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Po 
28220 Bacteria_16S 3868301 3868236 25 89 gi| 219846317 
strain ATCC 29147 16S ribosomal RNA, partial sequence 38668 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Po 
28220 Bacteria_16S 3937055 3936991 25 89 gi| 219846268 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Paracoccus. 

28220 Bacteria_16S 3938489 3938425 25 89 gi| 219846267 


strain DM-82 16S 
Proteobacteria; A 
28220 
organovorum strai 
Bacteria; Proteob 
28220 
capsulatum strain 
capsulatum Bacter 
Novosphingobium. 

28220 
strain gal 1261 1 
Proteobacteria; A 
28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3944312 3944248 25 89 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3966668 3966604 25 89 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
3981080 3981016 25 89 gi 
lphaproteobacteria; Rhizobiales; Rhizo 
3985609 3985544 25 89 gi 


ho 


nc 
ri 


s 
a; 


bi 


dobact 


e 394 
llales 


equenc 
Sphin 


aceae; 


3937190 39385 


er 


219846263 


29 


, 


219846248 


e 
go: 


219846238 
6S ribosomal RNA, partial sequence 3979744 39812 


R 


219846235 


ref |NR_026304.1 
adaceae; Sphingo 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref |NR_026230.1 
32 3410401 Porphy 
daceae; Porphyro 
ref|NR_026204.1 


m. 
ref|NR_026137.1 
87 Porphyromonas 


rphyromonas. 
ref|NR_026136.1 
3548038 354952 
; Porphyromonada 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026063.1 


35 Methylocaldum 


42 Porphyromonas 
rphyromonas. 
ref|NR_025907.1 
93 3868368 Porphy 
rphyromonas. 
ref|NR_025858.1 
3935756 393713 
bacterales; Rhod 
ref|NR_025857.1 
aceae; Paracoccu 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025838.1 
3965346 396678 
monadales; Sphin 


ref |NR_025828.1 


hizobium/Agrobac 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Bacteroides caccae 
oOides caccae Bacteria; 


Porphyromonas catoniae 
romonas catoniae 
monas. 
Clostridium viride 


86 Clostridium viride Bacteria; 


Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Clostridium 
6 Clostridium 
lostridium. 
Methylocaldum gracile 
gracile Bacteria; 
ldum. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Halothiobacillus 

3 Halothiobacillus 

hiobacillaceae; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Paracoccus 
9 Paracoccus 


obacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Acidiphilium 
hilium organovorum 
; Acidiphilium. 
Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 


ref|NR_025825.1 


Roseivirga ehrenbergii 


strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 


Bacteroidetes; Sp 


hingobacteria; 


Sphingobacteriales; Flammeovirgaceae; Roseivirga. 


28220 Bacteria_ 


strain SW-161 16S 
Proteobacteria; Alphaproteobacteria; 


28220 Bacteria_ 


seohaensis strain 


Erythrobacter. 
28220 Bacteria_ 


donghaensis strain SW-132 16S ribosomal RNA, partial sequence 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 
28220 Bacteria_ 


strain 25-4 16S r 


Proteobacteria; 


28220 Bacteria_ 


flavimaris strain SW-151 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; X 


16S 3995968 3995904 25 89 


ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 


16S 3997459 3997395 25 89 gi 


16S 3998953 3998889 25 89 gi 


16S 4000457 4000392 25 89 


ibosomal RNA, partial sequence 


gi 


16S 4001877 4001813 25 89 gi 


3994645 39960 


SW-135 16S ribosomal RNA, partial sequence 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


3999120 40005 
anthomonad 


219846228 


Erythrobac 
219846227 


219846226 


219846225 


219846224 


Sphingo 


Sphing 


flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingopyxis. 

28220 Bacteria_16S 4036830 4036766 25 89 gi|219846199|ref|NR_025789.1 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Eryth 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
28220 Bacteria_16S 4069943 4069878 25 89 gi|219846173|ref|NR_025763.1 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 40700 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
28220 Bacteria_16S 4082169 4082105 25 89 gi|219846165|ref|NR_025755.1 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 40822 

Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

28220 Bacteria_16S 4122920 4122856 25 89 gi|219846135|ref|NR_025725.1 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 412305 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rho 
Petrobacter. 

28220 Bacteria_16S 4135018 4134954 25 89 gi|219846124|ref|NR_025714.1 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 413512 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
Paracoccus. 

28220 Bacteria_16S 4206975 4206910 25 89 gi|219846071|ref|NR_025661.1 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 420703 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
Thioalkalivibrio. 

28220 Bacteria_16S 410318 410254 25 88 gi| 265678782 |ref|NR_029087.1 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Streptomyces. 

28220 Bacteria_16S 740904 740840 25 88 gi|265678554|ref|NR_028858.1 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 


Pseudonocardineae; 


28220 Bacteria_16S 1077352 1077282 25 94 gi|265678325|ref|NR_028627.1 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 10774 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteracea 
28220 Bacteria_16S 1183330 1183252 15 94 gi|228717350|ref|NR_027562.1 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 118343 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubact 
28220 Bacteria_16S 1279677 1279613 25 88 gi| 219846093 |ref|NR_025683.1 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 12798 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

28220 Bacteria_16S 1652586 1652512 15 89 gi| 219878441 |ref|NR_025580.1 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 165119 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 2747494 2747426 27 94 gi|219857156|ref|NR_024784.1 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 274749 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

28220 Bacteria_16S 2979871 2979807 25 88 gi| 219846937 |ref|NR_026529.1 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 297999 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

28220 Bacteria_16S 3034536 3034458 15 94 gi|219846900|ref|NR_026492.1 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 303464 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
28220 Bacteria_16S 3090524 3090461 26 89 gi|219846862|ref|NR_026454.1 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; 
Pseudonocardiaceae; 


Saccharomonospora. 


ref 


ref 


ref 


ref 


85 Erythrobacter 
teraceae; 


monadales; 


3997630 39 
omonadales; 


aceae; 


4000552 40019 


NR_025818.1 


NR_025816.1 
9906 


NR_025815.1 


NR_025814.1 
9 


gaetbuli Bacteria; 


Erythrobacter. 


Erythrobacter 
9 Erythrobacter 


rythrobacteraceae; 


Porphyrobacter 
9 Porphyrobacter 


Erythrobacteraceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 
Silanimonas. 


Sphingopyxis 
5 Sphingopyxis 


Sphingomonadaceae; 


Erythrobacter 


robacter aquimaris 


Erythrobacter. 
Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Paracoccus 
3 Paracoccus 


Rhodobacteraceae; 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Streptomyces 
Streptomyces 
cineae; 


Saccharomonospora 
740995 


Actinobacteridae; Actinomycetales; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Anaerofustis 
4 Anaerofustis 


Bacillus 
2 1652677 Bacillus 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Clostridium 
4 Clostridium 
lostridium. 


Granulicatella 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 


Erythrobacter gaetbuli 


Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 


eriaceae; Anaerofustis. 
Mesoplasma corruscae 
03 Mesoplasma corruscae Bacteria; 


28220 
sabaudiense strai 
sabaudiense Bacte 
28220 
alleghenense stra 
alleghenense Bact 
28220 
strain 58/1971 16 
Firmicutes; Bacil 
28220 
hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 
28220 
aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 
28220 
novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 
28220 
strain ATCC 27760 
Bacteria; Firmicu 
28220 
multivorans strai 
Bacteria; Firmicu 
28220 
prausnitzii strai 
prausnitzii Bacte 
28220 
psychrophilum str 
psychrophilum Bac 
28220 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
28220 
kondratievae stra 
Bacteria; Proteob 
28220 
trevisanii strain 
trevisanii Bacter 
28220 
strain B1333 16S 
Firmicutes; Lacto 
28220 
quisquiliarum str 
quisquiliarum Bac 
28220 
strain 01-570-1 1 
Firmicutes; Lacto 
28220 
milosensis strain 
Bacteria; Firmicu 
28220 
subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 
28220 
nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 

28220 
globicatena strai 
globicatena Bacte 
Actinosynnematace 
28220 
strain LB23 16S r 
Fusobacteria; 


Bacteria_16S 


ria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
ain JSP 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


Bacteria_16S 


ria; 


Bacteria_16S 
ain 73 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 
Bacteria_16S 


tes; 


Bacteria_16S 


tes; 


Bacteria_16S 
n ATCC 27768 16S ribosomal RNA, partial sequence 
Clostridiales; 


ria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
ribosomal RNA, 
bacillales; 
Bacteria_16S 


tes; 


Bacteria_16S 
in DSM 44156 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium complex (MAC 
Bacteria_16S 
vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; 


Bacteria_16S 
n NRRL B-24048 16S ribosomal RNA, partial sequen 
ria; Actinobacteria; Actinobacteridae; 


ae; 


Bacteria_16S 


28220 


teria; 
erium. 


teria; 
Bacteria_16S 


eria; 
erium. 


teria; 
Bacteria_16S 


bacillales; 
Bacteria_16S 
SH714 16S ribosomal RNA, partial sequence 14407 
Filobacillus. 


4141253 4141189 25 


4161457 4161393 25 


96678 96601 11 
Proteobacteria; 


243502 243432 25 


310101 310035 25 


Clostridia; 
396456 396383 15 


Bacillales; 
595304 595238 25 


Firmicutes; 
610403 610330 15 


Firmicutes; 
807250 807173 11 


848443 848379 25 


869705 869631 15 


1047455 1047382 15 

Firmicutes; 
1221010 1220937 15 
1442190 1442117 15 


Bacillales; 
1476834 1476764 25 


1483066 1482992 15 


1541908 1541838 25 


Actinokineospora. 
1568860 1568786 15 


ibosomal RNA, partial sequence 
Fusobac 
Bacteria_16S 


teriales; 
1584019 1583946 15 


Bacillaceae; 


Clostridia; 


Bacillales; 


complete sequence 
Carnobacteriaceae; 


Bacillales; 


Bacillaceae; 


Fusobacteriaceae; 


88 gi 


n Ar-1343 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


88 gi 


in PLHS-1 16S ribosomal RNA, partial sequence 


eria; Tenericutes; Mollicutes; Entomoplasmatales 
81405 81332 15 89 gi| 265679010 
S ribosomal RNA, partial sequence 80045 81448 
lales; Listeriaceae; Listeria. 
90439 90362 11 89 gi| 265679003 


89 gi 


n Aspo2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


94 gi 


complete sequence 


91 gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


89 gi 


n 28-1 16S ribosomal RNA, partial sequence 39505 
Tenuibacillus. 


91 gi 


89 gi 


ain CMS 530r 16S ribosomal RNA, partial sequence 
Planococcaceae; 


89 gi 


in 7 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


89 gi 


in GB 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobacterales; 
Bacteria_16S 


89 gi 


"WeeTee' 1999 16S ribosomal RNA, partial sequen 
ia; Fusobacteria; Fusobacteriales; Fusobacteriac 
997120 997047 15 89 gi| 265678380 


89 gi 


ain BLx 16S ribosomal RNA, partial sequence 
Bacillaceae; 


89 gi 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofustis. 


89 gi 


94 gi 


89 


gi 


94 gi 


Actinomyc 

89 gi| 219846057 

1567482 15689 
Leptotrichia. 

89 gi|219878489 


Entomoplasmatales; 


Thermodesulfobacte 


Ruminococcaceae; 


Thermodesulfobacter 


995703 99724 
Granulicatella. 


Fusobacteria; 


219846120 


219846107 


265678999 
Desulf 


265678900 


265678854 
30877 


265678791 


265678656 


Rumi 
265678645 


P 
265678508 
80584 


265678481 

84713 
R 
265678466 


265678347 


Cera 
219878362 


224581427 


219878445 
sequence 
Actinomy 


219878151 
partial 


Fus 


219857375 


e; Actinomycetales; 


ref 


ref 


ref 


ref 
). 
ref 
obac 
ref 
etal 


ref 


ref 


1046039 10475 
sibacillus. 


1475465 14769 
cetales; 


sequence 


ce 1540535 15420 
Pseudonocardineae; 


67 Leptotrichia 


NR_028649.1 
2 


NR_025501.1 


NR_027209.1 


NR_025584.1 
3 


NR_025290.1 
148170 
teriales; 


NR_024963.1 
4 


es; 


NR_025647.1 


NR_025628.1 


ref|NR_025710.1| Spiroplasma 

4139871 4141386 Spiroplasma 
Spiroplasmataceae; Spiroplasma. 
ref|NR_025697.1| Spiroplasma 

4160075 4161590 Spiroplasma 
; Spiroplasmataceae; Spiroplasma. 
ref|NR_029318.1| Listeria innocua 

Listeria innocua Bacteria; 
ref|NR_029311.1| Thermodesulfobacterium 

89036 90489 Thermodesulfobacterium 
riales; Thermodesulfobacteriaceae; 
ref |NR_029307.1| Desulfovibrio 

95265 96764 Desulfovibrio 
ovibrionales; Desulfovibrionaceae; 
ref|NR_029208.1| Mycobacterium 

242123 243639 Mycobacterium 


Corynebacterineae; 


ref|NR_029160.1| Ruminococcus callidus 
4 310144 Ruminococcus callidus 
Ruminococcus. 
ref|NR_029096.1| Tenuibacillus 
0 396528 Tenuibacillus multivorans 
ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 
nococcaceae; Faecalibacterium. 
ref|NR_028950.1| Planomicrobium 
609006 610485 Planomicrobium 
lanomicrobium. 
ref|NR_028811.1| Thermodesulfobacterium 
2 807361 Thermodesulfobacterium 
iales; Thermodesulfobacteriaceae; 
ref|NR_028784.1] Paracoccus 
2 848491 Paracoccus kondratievae 
hodobacteraceae; Paracoccus. 
ref|NR_028769.1| Leptotrichia 
ce 868327 869787 Leptotrichia 
eae; Leptotrichia. 
ref|NR_028682.1| Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Filobacillus 


88 1442278 Filobacillus milosensis 


Mycobacterium avium 
6 Mycobacterium avium 


Corynebacterineae; 


Fusobacterium 
3 1483108 Fusobacterium 


Fusobacteriaceae; 


Actinokineospora 
4 Actinokineospora 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Viridibacillus arenosi 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 


Firmicutes; 


Bacillales; 


Planococcaceae; 


Viridibacillus. 


28220 


strain LMG 22165 
Firmicutes; 


28220 


macmurdoensis str 
macmurdoensis Bac 


28220 


Bacteria_16S 


Bacil 
Bacteria_16S 


Bacteria_16S 


lales; 


teria; 


strain VenChi2 16 


1585574 1585501 15 


Planococcaceae; 
1661827 1661754 15 


Firmicutes; 
1832282 1832208 15 


89 


16S ribosomal RNA, partial sequence 1584175 15856 
Viridibacillus. 


89 


ain CMS 2lw 16S ribosomal RNA, partial 
Bacillales; 


89 


S ribosomal RNA, partial sequence 


gi|219878488|ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 
gi|219878434|ref|NR_025573.1| Sporosarcina 
sequence 1660434 1661916 Paenisporosarcina 
Planococcaceae; Paenisporosarcina. 
gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 


1830898 18324 


07 Ilyobacter insuetus Bacteria; 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

28220 Bacteria_16S 1844591 1844518 15 89 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

28220 Bacteria_16S 1855111 1855038 15 89 gi| 219878298 |ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

28220 Bacteria_16S 1858064 1857991 15 89 gi| 219878296 |ref|NR_025435.1| Trichococcus palustris 


strain DSM 9172 1 


6S ribosomal RNA, partial sequence 1856650 18581 


69 Trichococcus palustris Bacteria; 


Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

28220 Bacteria_16S 1881022 1880949 15 89 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

28220 Bacteria_16S 1891911 1891838 15 89 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 
strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


28220 Bacteria_16S 1893432 1893359 15 89 gi|219878269|ref|NR_025408.1| Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28220 Bacteria_16S 1909706 1909633 15 89 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

28220 Bacteria_16S 2060879 2060810 25 94 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

28220 Bacteria_16S 2170227 2170154 15 89 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

28220 Bacteria_16S 2397749 2397668 12 94 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

28220 Bacteria_16S 2444988 2444915 15 89 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

28220 Bacteria_16S 2449571 2449498 15 89 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

28220 Bacteria_16S 2560994 2560935 25 83 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 


strain ILE-3 16S 


ribosomal RNA, partial sequence 


2559665 25611 


17 Aminobacterium mobile Bacteria; 


Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 
28220 Bacteria_16S 2574839 2574762 11 89 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 


aminophilus Bacte 
Desulfovibrio. 
28220 
strain ATCC 43198 


Bacteria_16S 


ria; Proteobacteria; Deltaproteobacteria 


Firmicutes; 


28220 


mcmeekinii strain 
Bacteria; 


28220 


halotolerans stra 
Bacteria; 


28220 


psychrotolerans s 
psychrotolerans B 


28220 


strain 15-1 16S r 
Firmicutes; 


28220 


psychrotolerans s 
psychrotolerans B 


28220 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 
Bacteria_16S 


Bacil 
Bacteria_16S 


Bacteria_16S 


lales; 


acteria; 


2712981 2712917 25 


Bacillaceae; 
2732786 2732713 15 


Firmicutes; 
2865611 2865549 25 


89 


ibosomal RNA, partial sequence 
Bacillus. 


89 


train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


87 


gi|219857180 
2711598 27129 


219857166 
sequence 


gi 


; Desulfovibrionales; 


Carnobacteriaceae; 


gi| 219856881 


echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 


ref 
85 Bacillus vietnamensis Bacteria; 


ref 


ref 


De 


NR_024808.1 


NR_024794.1 
2731401 273285 
Marinil 


sulfovibrionaceae; 


2591785 2591712 15 89 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Lactobacillales; Enterococcaceae; Enterococcus. 
2622593 2622520 15 89 gi|219857251|ref|NR_024881.1| Planomicrobium 
S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacillales; Planococcaceae; Planomicrobium. 
2628743 2628670 15 89 gi| 219857246 |ref|NR_024876.1| Gracilibacillus 
in NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacillales; Bacillaceae; Gracilibacillus. 
2681651 2681578 15 89 gi|219857202|ref|NR_024830.1| Alkalibacterium 
train IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
acteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 


Bacillus vietnamensis 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 


NR_024700.1 
2864276 286573 


Sphingomonas 
8 Sphingomonas 


echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 
Sphingomonas. 


Sphingomonadales; Sphingomonadaceae; 


28220 Bacteria_16S 2878212 2878139 15 89 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

28220 Bacteria_16S 2964631 2964558 15 89 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

28220 Bacteria_16S 3042184 3042111 15 89 gi|219846895|ref|NR_026487.1| Facklamia languida 


strain 1144-97 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
28220 Bacteria_16S 3088983 3088906 16 94 gi 
histidinovorans strain Z-7940 16S ribosomal RNA, partia 
histidinovorans Bacteria; Firmicutes; Clostridia; Clost 
28220 Bacteria_16S 3150550 3150486 25 89 gi 
pedioforme strain DSM 3802 16S ribosomal RNA, partial s 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteri 
28220 Bacteria_16S 3180978 3180905 15 89 gi 
strain ATCC 700628 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
28220 Bacteria_16S 3288558 3288484 15 89 gi 
islandicus strain Rlha3 16S ribosomal RNA, partial sequ 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesul 
28220 Bacteria_16S 3392074 3392000 15 89 gi|219846651 
strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 


3040796 3042268 Facklamia languida Bacteria; 
219846863 
1 sequence 
ridiales; 
219846822 
equence 

a; Chromat 
219846801 
31795 


NR_026455.1 
3087607 308909 
Clostridiaceae; 
ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
ref |NR_026393.1 
83 3181087 Fackla 


Natronincola 
0 Natronincola 
Natronincola. 
Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Facklamia hominis 
mia hominis Bacteria; 


219846729 
ence 32871 


Thermodesulfovibrio 
desulfovibrio islandicus 


ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

28220 Bacteria_16S 3502016 3501947 25 94 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28220 Bacteria_16S 3573725 3573660 25 89 gi|219846527|ref|NR_026119.1| Prevotella intermedia 
strain B422 16S ribosomal RNA, partial sequence 3572354 3573812 Prevotella intermedia Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

28220 Bacteria_16S 3579682 3579620 27 89 gi|219846523|ref|NR_026115.1| Blastobacter 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 3579789 Blastobacter 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
28220 Bacteria_16S 3614898 3614825 15 89 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 


strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 


Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 
28220 Bacteria_16S 3619375 3619301 15 89 gi|219846493|ref|NR_026085.1| Fusobacterium 
periodonticum strain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
28220 Bacteria_16S 3620756 3620682 15 89 gi|219846492|ref|NR_026084.1| Fusobacterium 
nucleatum subsp. animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 
Fusobacterium nucleatum subsp. animalis Bacteria; Fusobacteria; Fusobacteriales; 
Fusobacteriaceae; Fusobacterium. 
28220 Bacteria_16S 3622137 3622063 15 89 gi|219846491|ref|NR_026083.1| Fusobacterium 
nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
nucleatum subsp. fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
28220 Bacteria_16S 3766921 3766859 26 89 gi| 219846387 |ref|NR_025978.1| Desulfovibrio 
acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulfovibrio acrylicus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
28220 Bacteria_16S 3812181 3812108 15 89 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 
28220 Bacteria_16S 3931247 3931174 15 89 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
28220 Bacteria_16S 4044369 4044296 15 89 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
28220 Bacteria_16S 4182872 4182798 15 89 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
28220 Bacteria_16S 33275 33205 25 94 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
28220 Bacteria_16S 54526 54477 11 61 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
28220 Bacteria_16S 66525 66455 25 94 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 


28220 


Firmicutes; 
28220 


Bacteria_16S 
strain Z-7937 16S 
Clostridia; 


arabaticum strain 
arabaticum Bacter 


28220 


strain Prevot 247 


28220 


strain ES2772 16S 
Bacteroidetes; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ia; 


Bacteroidia; 


Firmicutes; 
127306 127236 25 


130239 130174 25 


142472 142400 16 


Clostridia; 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 
succinoxidans Bacteria; 


Desulfuromusa. 
28220 
strain V 5-2 16S 
Firmicutes; 
28220 


Microbacteriaceae; 


Bacteria_16S 


Proteobacteria; 
154559 154490 25 


Clostridiales; 
159226 159156 25 


Microbacterium. 


28220 


collagenovorans s 
collagenovorans B 


28220 


rhabdoformis stra 
Bacteria; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


188165 188096 25 


Firmicutes; 
285780 285708 16 


336133 336063 25 


94 


89 


ribosomal RNA, partial sequence 
Bacteroidales; 


89 


Deltaproteobacteria; 


94 


ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 

arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 


94 


94 


Clostridia; 


89 


94 


Z-7288 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


gi 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


gi 
12 


Prevotellaceae; 


qi: 


gi 
15 


Clostridiaceae; 


gi 


gi 


train SG 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


in M16 16S ribosomal RNA, partial sequence 28438 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi 


Hal 
265678978 
12591 


265678976 
8870 13034 
Prevot 
265678968 


Desu 


265678960 
3188 15467 
Oxobacter. 
265678957 
sequence 
Actinomyc 


265678938 


265678870 


265678834 


91911 91842 25 94 gi|265679002|ref|NR_029310.1 
ribosomal RNA, partial sequence 90540 92000 
Halanaerobiales; Halobacteroidaceae; Natroniella. 
107382 107313 25 94 gi| 265678991 |ref|NR_029299.1 


106000 107471 
obacteroidaceae; 
ref |NR_029286.1 


ref |NR_029284.1 
ella. 
ref|NR_029276.1 
141109 142543 
1lfuromonadales; 


ref|NR_029268.1 


ref|NR_029265.1 
157869 159336 
etales; 


ref |NR_029246.1 

186799 188298 
Clostridiaceae; 
ref|NR_029176.1 
4 285824 Desul 


ref|NR_029139.1 


Desulfobulbaceae; 


subtile strain F3 


Bacteria; Actinobacteria; Actinobacteridae; 
Bacteria_16S 


28220 
saeculare strain 


Bacteria; Actinobacteria; Actinobacteridae; 
Bacteria_16S 


28220 
strain B7-43 16S 
Proteobacteria; 

28220 
effusa strain AP1 
Bacteria; 
28220 
hebeiensis strain 


Streptomycetaceae 


95 16S ribosomal RNA, partial sequence 


339264 339194 25 94 gi 
RA161 16S ribosomal RNA, partial sequenc 


363125 363049 12 89 
ribosomal RNA, partial sequence 


gi 


387298 387232 25 89 gi 
03 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; 
Bacteria_16S 


404161 404091 25 94 gi 
Ac 
; Streptomyces. 


Bifidobacteriales; 
265678832 


Bifidobacteriales; 
265678813 
361716 36321 
Deltaproteobacteria; Desulfovibrionales; 


Bacteria_16S 265678797 


265678786 
YIM 001 16S ribosomal RNA, partial sequence 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 


33475 
ref|NR_029137.1 
e 33788 
ref|NR_029118.1 
3 Desulfovibrio 
Desulfovibrionaceae; Des 
ref|NR_029102.1 
385921 387397 Hydroc 
Sinobacteraceae; 
ref|NR_029091.1 
402781 404300 
tinomycetales; Streptomy 


28220 Bacteria_16S 442891 442821 25 94 gi|265678760|ref|NR_029065.1 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; B 
Bifidobacterium. 

28220 Bacteria_16S 470263 470193 25 94 gi| 265678738 |ref|NR_029043.1 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

28220 Bacteria_16S 539231 539161 25 94 gi| 265678693 |ref|NR_028998.1 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacteriaceae; Mycobacterium. 

28220 Bacteria_16S 569767 569697 25 94 gi| 265678673 |ref|NR_028978.1 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
28220 Bacteria_16S 590714 590645 25 94 gi|265678659|ref|NR_028964.1 


strain 3wC2 16S r 
Firmicutes; 


ibosomal RNA, partial sequence 


589361 59079 


Clostridia; 


28220 


strain CCUG 42773 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


28220 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


619661 619591 25 


636292 636222 25 


94 


94 


gi 


V-73 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


Clostridiales; Clostridiaceae; Clostridium. 
596808 596738 25 94 gi| 265678655 |ref|NR_028960.1 
16S ribosomal RNA, partial sequence 595455 596820 Actino 


265678639 
61837 


Micrococcineae; Micr 


; Actinomycetace 
ref |NR_028944.1 
1 619715 Microb 


265678627 


ref|NR_028932.1 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Actinomyces meyeri 


8 127358 Actinomyces meyeri Bacteria; 
; Actinomycetaceae; Actinomyces. 


Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Microbacterium 
Microbacterium 


Micrococcineae; 


Clostridium 
Clostridium 
Clostridium. 
Desulfobulbus 


fobulbus rhabdoformis 


Desulfobulbus. 
Bifidobacterium 


5 336267 Bifidobacterium subtile 
Bifidobacteriaceae; 


Bifidobacterium. 
Bifidobacterium 


6 339399 Bifidobacterium saeculare 
Bifidobacteriaceae; 


Bifidobacterium. 
Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 
Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Streptomyces 
Streptomyces 

cineae; 


Bifidobacterium 
Bifidobacterium 


ifidobacteriaceae; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Microbacterium 
acterium aerolatum 
obacteriaceae; 


Knoellia subterranea 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangia 


ceae; Knoellia. 


28220 


pinnipedialis str 
pinnipedialis Bac 
Bacteria_16S 


28220 
strain WoG13 16S 


Bacteria_16S 
ain A/G14/99/10 16S ribosomal RNA, par 
Jeotgal 


662064 661988 12 89 gi 
teria; Firmicutes; Bacillales; 
666669 666593 12 89 


ribosomal RNA, partial sequence 


gi 


665236 66673 


265678608|ref|NR_028913.1| Jeotgalicoccus 

tial sequence 660668 662086 Jeotgalicoccus 
icoccus. 

265678605|ref|NR_028910.1| Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

28220 Bacteria_16S 669590 669520 25 94 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

28220 Bacteria_16S 708572 708502 25 94 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 


strain 216 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 
28220 


Bacteria_16S 
ferriphilum strain P3a 16S ribosomal RNA, partial seque 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; L 


bosomal RNA, partial sequence 


796456 796380 12 89 gi 


707255 70861 
ionibacter 


265678515 
nce 79504 


eptospiril 


ineae; Propioni 
ref|NR_028818.1 
0 796555 Leptos 
lum. 


7 Luteococcus peritonei Bacteria; 
b 


acteriaceae; 


Leptospirillum 
pirillum ferriphilum 


28220 Bacteria_16S 994038 993962 12 89 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

28220 Bacteria_16S 1110617 1110548 25 94 gi|265678302|ref|NR_028604.1| Collinsella 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 

28220 Bacteria_16S 1113669 1113599 25 94 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

28220 Bacteria_16S 1219483 1219413 25 94 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

28220 Bacteria_16S 1224047 1223978 25 94 gi| 219878346 |ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

28220 Bacteria_16S 1234700 1234630 25 94 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

28220 Bacteria_16S 1275293 1275228 25 89 gi|219846219|ref|NR_025809.1| Sejongia antarctica 
strain AT1013 16S ribosomal RNA, partial sequence 1273959 1275312 Sejongia antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

28220 Bacteria_16S 1334522 1334452 25 94 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 


Bacteria; Actinob 
Beutenbergia. 

28220 
obscurus DSM 4316 
43160 Bacteria; A 
Geodermatophilus. 
28220 


brockii subsp. la 


Thermoanerobacter brockii subsp. 


Thermoanaerobacte 
28220 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
28220 
strain R2014 16S 
Actinobacteria; A 
28220 
strain R5292 16S 
Actinobacteria; A 
28220 
paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


1345223 1345153 25 94 gi 
0 16S ribosomal RNA, partial sequence 
ctinobacteria; Actinobacteridae; Actin 


1506973 1506913 25 85 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; Thermo 
1538798 1538728 25 94 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1669474 1669404 25 94 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1683128 1683058 25 94 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1698439 1698369 25 94 gi 
n CF36 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


rales; 


gi 


Acti 
gi 


28220 


Bacteria_16S 


1739550 1739480 25 94 gi 


ales; Micr 
228721038 

13438 
omycetales 


219846365 
somal RNA, 
Bacteria; 
anaerobact 
219857377 
1 sequence 
Actinomyc 


219878429 


1668114 16695 


nomycineae 
219878420 


1681727 16832 


nomycineae 
219878409 
ence 16970 
ales; Micr 


219878382 


ococcineae; Beut 
ref|NR_027601.1 
50 1345331 Geoder 


Frankineae; Ge 


v 


ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref|NR_024965.1 

1537426 153893 
etales; Pseudono 


ref|NR_025568.1 


* AC 
ref 


tinomycetace 
NR_025559.1 
; Actinomycetace 
ref|NR_025548.1 
56 1698545 Microb 
ococcineae; Micr 


ref|NR_025521.1 


32 Beutenbergia cavernae DSM 12333 


enbergiaceae; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Actinomyces 


cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


28220 
scardovii strain 


Bacteria_16S 1833815 1833745 25 


Bifidobacterium. 


28220 Bacteria_16S 1849127 1849057 25 


hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 


Arcanobacterium. 
Bacteria_16S 1902534 1902464 25 


Actinomycetaceae; 
28220 


suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 190257 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 

28220 Bacteria_16S 1908252 1908182 25 
strain CCUG 41709 
28220 


Bacteria_16S 1932750 1932680 25 


radicidentis strain CCUG 36733 16S ribosomal RNA, partial 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomycetaceae; Actinomyces. 

28220 Bacteria_16S 1949433 1949363 25 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
28220 Bacteria_16S 
strain CCUG 41706 


1952544 1952474 25 


28220 


urogenitalis stra 


Bacteria_16S 


1955485 1955415 25 


Actinomycetaceae; 
28220 


Actinomyces. 
Bacteria_16S 2077616 2077546 25 


propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 
28220 Bacteria_16S 2079177 2079107 25 
granulosum strain 


Propionibacteriaceae; Propionibacterium. 
28220 Bacteria_16S 2080729 2080659 25 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomy 


Propionibacteriaceae; Propionimicrobium. 
28220 Bacteria_16S 2082286 2082216 25 
avidum strain DSM 


Propionibacterium. 


28220 Bacteria_16S 2089889 2089823 25 


Soel 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
28220 Bacteria_16S 


Xanthomonadales; 
2160998 2160933 25 


salitolerans strain PA 51 16S ribosomal RNA, partial sequence 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; 


Swaminathania. 


28220 Bacteria_16S 2183849 2183779 25 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 
28220 


Actinomyces. 
Bacteria_16S 2224634 2224562 16 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 22232 
Thermodesulfobacteriales; 


15286 Bacteria; Thermodesulfobacteria; 
Thermodesulfatator 


28220 Bacteria_16S 2256744 2256672 16 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 


mediterraneus Bacteria; 
Desulfobulbus. 
28220 Bacteria_16S 


Proteobacteria; 


2314506 2314430 12 


alkaliphilus strain T8 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
28220 Bacteria_16S 


Bacillales; Salini 
2329573 2329503 25 


94 


CCUG 13008 16S ribosomal RNA, partial 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; 


94 


94 


94 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 


94 


94 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


94 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 


94 
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94 


94 
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granulosum Bacteria; Actinobacteria; Actinobacteridae; 


94 
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89 
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89 


94 


89 
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sequenc 


gi 
gi| 219878138 
Actinomyc 
219878137 


sequence 
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sequence 
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Actinomycetales; 
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Actinomycetales; 


NR_025452.1 
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Bifidoba 


ref |NR_025442.1 
1847763 184924 


ref|NR_025401.1 


Actino: 


ref |NR_025397.1 
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ref |NR_025368.1 
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Micrococcin 


ref|NR_025366.1 
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ND 


ref |NR_025200.1 


ND 


ref|NR_025171.1 
20 2224715 Thermo 


ref|NR_025150.1 


ref |NR_025108.1 


ref |NR_025098.1 


ia ramosa Bacteria; 


Bifidobacterium 


7 Bifidobacterium 
cteriaceae; 


Arcanobacterium 


8 Arcanobacterium 
cineae; 


Actinomyces 


5 Actinomyces 
mycineae; 


Actinomyces catuli 


ae; Actinomyces. 


Actinomyces 


0 Actinomyces 
Actinomycineae; 


Microbacterium 


0 Microbacterium 
eae; Microbacteriaceae; 


Actinomyces canis 


63 1952590 Actinomyces canis Bacteria; 


ae; Actinomyces. 
Actinomyces 
0 Actinomyces 


Actinomycineae; 


Propionibacterium 


6 Propionibacterium 
etales; Propionibacterineae; 


Propionibacterium 


0 Propionibacterium 
tales; Propionibacterineae; 


Propionimicrobium 


2079371 2080872 Propionimicrobium 
cetales; Propionibacterineae; 


Propionibacterium 


23 2082426 Propionibacterium avidum 
7 


1906868 1908267 Actinomyces catuli Bacteria; 


Propionibacteriaceae; 


Nevskia ramosa strain 


Proteobacteria; 


Swaminathania 


159648 2161102 Swaminathania 
spirillales; Acetobacteraceae; 


Actinomyces 


182453 2183877 Actinomyces 
Actinomycineae; 


Thermodesulfatator 


desulfatator indicus 
Thermodesulfobacteriaceae; 


Desulfobulbus 


2255320 2256776 Desulfobulbus 
lfobacterales; Desulfobulbaceae; 


Salinicoccus 


2313125 2314583 Salinicoccus alkaliphilus 


Microbacterium 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; Microbacterium. 
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28220 


australiense stra 
australiense Bact 
Propionibacteriac 


28220 


strain T1-X7 16S 


28220 


berrensis strain 
Bacteria; 


28220 


strain LSv514 16S 
Proteobacteria; 


28220 


strain VP-6 16S r 


28220 


frigidicarnis str 


Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


frigidicarnis Bacteria; 
Bacteria_16S 


28220 
spumicola strain 


Nocardioidaceae; 
28220 
strain SEBR 4211 
Firmicutes; 


Clostridia; 


28220 


bendigoensis stra 
bendigoensis Bact 


Bacteria_16S 


Propionibacteriaceae; 


28220 


haemolyticum stra 
haemolyticum Bact 


28220 


strain JCM 6484 1 
Firmicutes; 


28220 


strain JCM 9989 1 
Firmicutes; 


28220 


strain IAM 14851 


28220 


saperdae strain I 
saperdae Bacteria; 
Microbacterium. 


28220 


luteolum strain I 
luteolum Bacteria; 
Microbacterium. 


28220 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae; 


28220 


resistens strain 
resistens Bacteri 
Microbacterium. 


28220 


kuznetsovii strai 
kuznetsovii DSM 6 


28220 


lipolytica strain 
Bacteria; 


28220 


aeronauticum stra 
aeronauticum Bact 


28220 


strain B 16S ribo 
Clostridia; 


28220 


strain DSM 5351 16S ribosomal RNA, 


Firmicutes; Bacillales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


Clostridia; 


Clostridia; 


Clostridia; 


eria; 


2359836 2359766 25 


2493277 2493207 25 


2508387 2508318 25 


2525074 2525002 16 


2538508 2538443 24 


2570136 2570067 25 


Firmicutes; 
2588649 2588579 25 


2616449 2616380 25 


Clostridiales; 
2627172 2627102 25 


2794015 2793946 25 


Firmicutes; 
2888823 2888754 25 


Clostridiales; 
2890348 2890279 25 


Clostridiales; 


2902440 2902370 25 


2958507 2958437 25 


2959968 2959898 25 


3069349 3069279 25 


3115971 3115901 25 


3156767 3156718 11 


3235645 3235569 12 


3247837 3247788 11 


Firmicutes; 
3302298 3302234 25 


Blautia. 
3303880 3303804 12 


Salinicoccus. 


Clostridia; 


Firmicutes; 


94 


94 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


94 


89 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


89 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


94 


94 


94 


94 


94 


94 


94 


94 


94 


94 


94 


94 


61 


gi 


gi 


2491905 24933 


gi 


CTT3 16S ribosomal RNA, partial sequence 
Clostridiales; 


219857488 


in LCDC-98A072 16S ribosomal RNA, partial sequen 
eria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 


219857388 


219857372 


Clostridiaceae; 
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gi 
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ain SPL77A 16S ribosomal RNA, partial 


Clostridia; Clostridiales; 


gi 


gi 


gi 
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gi 
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gi 
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n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; 


Clostridia; 


89 


61 
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in DSM 10349 16S ribosomal RNA, partial 
Clostridia; 
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gi 


219857361 


2523668 25251 
Desulfobu 


219857352 


219857288 
sequence 


219857276 


Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 
Bacteria_16S 


219857255 


219857247 


in Benl06 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Tessaracoccus. 


219857121 


in ATCC9650 16S ribosomal RNA, partial sequence 
Clostridiales; 


219856864 


6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


219856863 


6S ribosomal RNA, partial sequence 2888980 28904 
Eubacteriaceae; 


219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219856818 


FO 15038 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219856817 


FO 15074 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846876 


train DSM 8609 16S ribosomal RNA, partial sequen 
acteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


219846845 


DMMZ 1710 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


219846818 
sequence 


219846764 


JW265 16S ribosomal RNA, partial sequence 32342 
Clostridiales; 


219846756 


219846720 


somal RNA, partial sequence 3300930 3302411 Blautia s 
Clostridiales; 


219846719 


Actinomy 


25070 


EL 


ref 
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ref 


ref 


ref 


ref 


ceta 


In 


Ther 


lbaceae; 


ceae; 


NR_025076.1 


NR_024976.1 


NR_024960.1 


NR_024949.1 


NR_024940.1 


NR_024919.1 


Propionibacterium 


ce 2358483 2359951 Propionibacterium 
les; Propionibacterineae; 


Tetrasphaera japonica 


49 Tetrasphaera japonica Bacteria; 
trasporangiaceae; 


Tetrasphaera. 
Thermohalobacter 


00 2508520 Thermohalobacter berrensis 
mohalobacter. 


Desulfotalea arctica 


53 Desulfotalea arctica Bacteria; 
Desulfotalea. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Hyphomonas. 


Clostridium 


2568768 2570248 Clostridium 


inomycetales; 


ostridiaceae; Clostridium. 

ref|NR_024907.1| Friedmanniella 
2587275 2588749 Friedmanniella 

Propionibacterineae; 

ref 


NR_024886.1| Fusibacter paucivorans 


16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
Clostridiales Family XII. 


Incertae Sedis; Fusibacter. 


Actinomyceta 


Clostri 


sequence 
Clostridiales; 


ref 


ref 


ref 


ref 


ref 


Mi 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


2625807 262727 
les; Propionibacterineae; 


2792664 279412 
Clostridium. 


2957165 295857 
Micrococcineae; Microbacteriaceae; 


2958622 296006 
Micrococcineae; Microbacteriaceae; 


ce 3067998 306946 
Actinomyc 


3114620 311608 
inomycetales 


3155325 315690 
Clostridiales; 


98 3235755 Thermo 
Syntrophomonadaceae; 


3246473 324794 
Peptoco 


NR_024877.1 


NR_024749.1 
diaceae; 
NR_024683.1 


NR_024682.1 


NR_024674.1 


crobacteriac 
NR_024637.1 


NR_024636.1 


NR_026468.1 
etales; Micr 
NR_026437.1 
3 Micrococci 


NR_026410.1 


Peptococcac 
NR_026356.1 


Thermosyntr 
NR_026348.1 


ccaceae; Des 
NR_026312.1 
chinkii Bact 


ref 


NR_026311.1 


Tessaracoccus 
1 Tessaracoccus 


Clostridium 
8 Clostridium 


Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 
Eubacterium. 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 
Eubacterium. 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Microbacterium 
1 Microbacterium 


Microbacterium 
1 Microbacterium 


Microbacterium 
0 Microbacterium 
ococcineae; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Desulfotomaculum 

1 Desulfotomaculum 
eae; Desulfotomaculum. 
Thermosyntropha 
syntropha lipolytica 
opha. 
Desulfotomaculum 

8 Desulfotomaculum 
ulfotomaculum. 
Blautia schinkii 
eria; Firmicutes; 


Salinicoccus roseus 


complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 


28220 Bacteria_16S 3311444 3311374 25 


94 


strain 1A-C 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


28220 Bacteria_16S 3417794 3417724 25 


hordeovulneris strain CIP 103149 16S ribosomal RNA, partial seque 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
28220 Bacteria_16S 3482346 3482276 25 
strain NCTC 11636 


28220 Bacteria_16S 3490050 3489978 16 


strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 34901 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


28220 Bacteria_16S 3506514 3506444 25 


strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 35066 


94 


94 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
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NR_026164.1 


Georgenia muralis 


97 Georgenia muralis Bacteria; 
; Bogoriellaceae; 


Georgenia. 
Actinomyces 
6 3417841 Actinomyces 


Actinomycineae; 


Actinomyces howellii 


66 3482380 Actinomyces howellii Bacteria; 
; Actinomycetaceae; Actinomyces. 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


Microbacterium. 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
219846571 
DSM 20166 16S ribosomal RNA, partial sequence 


28220 Bacteria_16S 
testaceum strain 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Act 
Microbacterium. 
28220 Bacteria_16S 3509553 3509483 25 94 gi|2 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; Microbacterium. 

28220 Bacteria_16S 3511073 3511003 25 
imperiale strain 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Act 
Microbacterium. 
28220 Bacteria_16S 3512597 3512527 25 94 gi 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequ 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Acti 
Microbacterium. 
28220 Bacteria_16S 3530875 3530806 25 94 gi 
homopropionicum strain DSM 5847 16S ribosomal RNA, partia 


3508032 3507962 25 94 


gi 


94 gi 


19846570 


219846569 


DSM 20530 16S ribosomal RNA, partial sequence 


219846568 


219846556 


ref|NR_026163.1| Microbacterium 
3506673 3508141 Microbacterium 
inomycetales; 


ref|NR_026162.1| Microbacterium 
sequence 3508192 3509665 Microbacterium 
Actinomycetales; Micrococcineae; 


ref|NR_026161.1| Microbacterium 
3509716 3511185 Microbacterium 
inomycetales; 


ref|NR_026160.1| Microbacterium 
ence 3511236 3512709 Microbacterium 
nomycetales; 


ref|NR_026148.1| Clostridium 
1 sequence 3529546 3531006 Clostridium 


Micrococcineae; Microbacteriaceae; 


Micrococcineae; Microbacteriaceae; 


Micrococcineae; Microbacteriaceae; 


homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28220 Bacteria_16S 3533853 3533784 25 94 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

28220 Bacteria_16S 3550933 3550864 25 94 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28220 Bacteria_16S 3552468 3552398 25 94 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

28220 Bacteria_16S 3602828 3602758 25 94 gi|219846505|ref|NR_026097.1| Actinomyces 


hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; Actinomyces. 


sequence 3601450 3602945 Actinomyces 
Actinomycetales; Actinomycineae; 


28220 Bacteria_16S 3729730 3729660 25 94 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

28220 Bacteria_16S 3765433 3765384 11 61 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 


28220 Bacteria_16S 3772864 3772792 16 89 gi 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequ 


219846383 


ref|NR_025974.1] Geobacter 


ence 3771473 3772890 Geobacter 


hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 
28220 Bacteria_16S 3774339 3774267 16 89 gi| 219846382 |ref|NR_025973.1| Desulfuromonas 


palmitatis strain 
Bacteria; 


28220 


strain IFO 15965 


28220 


Bacteria_16S 


Bacteria_16S 


3903665 3903595 25 


3975514 3975450 25 


SDBY1 16S ribosomal RNA, partial sequence 37729 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


94 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


89 


gi| 219846293 


gi| 219846242 


ref 


ref 


41 3774411 Desulf 
; Desulfuromonad 


NR_025883.1 


NR_025832.1 


uromonas palmitatis 
aceae; Desulfuromonas. 
Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
Cryptosporangiacea 


e; Cryptosporangium. 
Agrobacterium 


rhizogenes strain IAM 14222 16S ribosomal RNA, complete s 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; 
Rhizobium/Agrobacterium group; Agrobacterium. 


equence 3974188 3975556 Agrobacterium 
Rhizobiales; Rhizobiaceae; 


28220 Bacteria_16S 4032229 4032159 25 94 gi 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


219846202 


ref|NR_025792.1 
4030856 4032350 Glycomyces algeriensis 


es; Glycomycineae; Glycomycetaceae; Glycomyces. 


Glycomyces algeriensis 


28220 Bacteria_16S 4033781 4033711 25 94 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
28220 Bacteria_16S 4035333 4035263 25 94 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 
28220 Bacteria_16S 4066975 4066926 11 61 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
28220 Bacteria_16S 4086759 4086683 12 89 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
28220 Bacteria_16S 4231314 4231265 11 61 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
28220 Bacteria_16S 4238844 4238774 25 94 gi| 219846043 |ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
28220 Bacteria_16S 4456 4392 25 89 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
28220 Bacteria_16S 5924 5860 25 89 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
28220 Bacteria_16S 7385 7321 25 89 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
28220 Bacteria_16S 8843 8779 25 89 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
28220 Bacteria_16S 30178 30114 25 89 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
28220 Bacteria_16S 42188 42124 25 89 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
28220 Bacteria_16S 57446 57382 25 89 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
28220 Bacteria_16S 58946 58882 25 89 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
28220 Bacteria_16S 64983 64919 25 89 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
28220 Bacteria_16S 82877 82813 25 89 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
28220 Bacteria_16S 124256 124191 25 89 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
28220 Bacteria_16S 128768 128704 25 89 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
28220 Bacteria_16S 133354 133289 25 89 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 
28220 Bacteria_16S 153006 152942 25 89 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
28220 Bacteria_16S 169976 169912 25 89 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
28220 Bacteria_16S 191245 191181 25 89 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
28220 Bacteria_16S 194265 194201 25 89 gi|265678934|ref|NR_029242.1| Methylobacter 


whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 


192873 194334 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 


Methylococcaceae; Methylobacter. 


28220 Bacteria_16S 197286 197222 25 89 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
strain A30 16S ribosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

28220 Bacteria_16S 206637 206573 25 89 gi| 265678926 |ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
28220 Bacteria_16S 223561 223497 25 89 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

28220 Bacteria_16S 255594 255530 25 89 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

28220 Bacteria_16S 267569 267505 25 89 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

28220 Bacteria_16S 290216 290152 25 89 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

28220 Bacteria_16S 316141 316077 25 89 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

28220 Bacteria_16S 317605 317541 25 89 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

28220 Bacteria_16S 319095 319031 25 89 gi|265678848|ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
28220 Bacteria_16S 367530 367466 25 89 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

28220 Bacteria_16S 385736 385672 25 89 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

28220 Bacteria_16S 388816 388768 12 61 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

28220 Bacteria_16S 411937 411873 25 89 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

28220 Bacteria_16S 439815 439751 25 89 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 


strain HTCC2506 1 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
28220 Bacteria_16S 445940 445876 25 89 gi 
rhizosphaerae strain IH5 16S ribosomal RNA, complete se 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobact 
Pseudomonas. 
28220 Bacteria_16S 
strain CFBP 2022 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
28220 Bacteria_16S 459744 459680 25 89 gi 
palleroniana strain CFBP 4389 16S ribosomal RNA, partia 
palleroniana Bacteria; Proteobacteria; Gammaproteobacte 
Pseudomonas. 
28220 Bacteria_16S 464254 464190 25 89 gi 
rudongensis strain AS1.1761 16S ribosomal RNA, partial 

rudongensis Bacteria; Proteobacteria; Alphaproteobacter 
28220 Bacteria_16S 471841 471777 25 89 gi 
strain DLE411J 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
28220 Bacteria_16S 473453 473389 25 89 gi 
strain S-5623 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Weissella. 


458292 458228 25 89 
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e; 
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4 
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Pseudomonas 
Pseudomonas 
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Ancylobacter 
Ancylobacter 
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Pseudomonas lini 


0 Pseudomonas lini Bacteria; 
acea 


as. 
Weissella koreensis 


7 Weissella koreensis Bacteria; 


28220 Bacteria_16S 485605 485541 25 89 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

28220 Bacteria_16S 487198 487134 25 89 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 


69 16S ribosomal RNA, partial sequence 


485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
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monas ushuaiensis 


ref |NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref|NR_029020.1| Thermosipho atlanticus 
1 Thermosipho atlanticus Bacteria; 


265678700|ref|NR_029005.1| Enhydrobacter 
527192 528675 Enhydrobacter aerosaccus 
nadales; Moraxellaceae; Enhydrobacter. 
265678699|ref|NR_029004.1| Deinococcus indicus 
528726 530192 Deinococcus indicus Bacteria; 
ccaceae; Deinococcus. 
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Pseudoalteromonas 
seudoalteromonadaceae; 


ref|NR_028991.1| Sporomusa aerivorans 
4 Sporomusa aerivorans Bacteria; 


ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028986.1| Pseudomonas 
2 Pseudomonas poae Bacteria; 
aceae; Pseudomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 

ref |NR_028973.1| Acidovorax 

e 575863 577354 Acidovorax 
olderiales; Comamonadaceae; Acidovorax. 
ref|NR_028959.1| Thiobaca trueperi 

0 Thiobaca trueperi Bacteria; 
Thiobaca. 
ref |NR_028936.1| Roseospira marina 

8 Roseospira marina Bacteria; 

llaceae; Roseospira. 

ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 

ref|NR_028927.1| Sporomusa ovata strain 
musa ovata Bacteria; Firmicutes; 


poae 


Moraxella canis strain 
ria; Proteobacteria; 


ref 
ella 


NR_028914.1 
canis Bacte 


ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 

ref|NR_028885.1| Lamprocystis purpurea 
5 Lamprocystis purpurea Bacteria; 
Lamprocystis. 
ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 

eae; Aminobacter 
ref|NR_028875.1 
8 Enterobacter pyrinus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028868.1| Succinispira mobilis 
9 Succinispira mobilis Bacteria; 

ira. 
ref 
apsa 


Enterobacter pyrinus 


NR_028864.1 
rosea Bacte 


Thiocapsa rosea strain 
ria; Proteobacteria; 


ref |NR_028863.1 
9 734742 Thioha 
matiaceae; Thiohalocapsa. 
ref|NR_028862.1| Allisonella 
734793 736329 Allisonella 


Thiohalocapsa 
locapsa halophila 


Clostridiales; Veillonellaceae; Allisonella. 


28220 Bacteria_16S 739340 739276 25 89 gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

28220 Bacteria_16S 764218 764154 25 89 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

28220 Bacteria_16S 767348 767300 12 61 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

28220 Bacteria_16S 768780 768716 25 89 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

28220 Bacteria_16S 773452 773378 15 89 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

28220 Bacteria_16S 785810 785746 25 89 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

28220 Bacteria_16S 791938 791874 25 89 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

28220 Bacteria_16S 805738 805690 12 61 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

28220 Bacteria_16S 808831 808770 29 89 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

28220 Bacteria_16S 822435 822371 25 89 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

28220 Bacteria_16S 825557 825493 25 89 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


28220 


28220 
strain AMX51 16S 


28220 


28220 
strain LMG 18819 
Proteobacteria; 

28220 
strain LMG 18106 
Proteobacteria; 

28220 
strain LMG 16407 
Proteobacteria; 

28220 
strain Greoux 11 

Bacteria; Proteob 
28220 
salivarius strain 
salivarius Bacter 
28220 
elyakovii strain 

elyakovii Bacteri 
Pseudoalteromonas 
28220 
strain PHL 16S ri 


B 


Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
Bacteria_16S 


Bacteria_16S 


B 
Bacteria_16S 


B 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
827059 826995 25 89 gi 


s 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
843816 843752 25 89 gi 
ribosomal RNA, partial sequence 


s 


xr 
857371 857307 25 89 gi 
ain TB1-10 16S ribosomal RNA, partial 

18811 Bacteria; Firmicutes; Lactobaci 
893619 893555 25 89 gi 


s 
1 


etaproteobacteria; Burkholderiales; Bu 
895154 895090 25 89 gi 


r 


etaproteobacteria; Burkholderiales; Bu 
896689 896625 25 89 gi 


r 


etaproteobacteria; Burkholderiales; Bu 
904452 904388 25 89 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
933856 933792 25 89 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
938471 938407 25 89 gi 
KMM 162 16S ribosomal RNA, partial sequ 


a; Proteobacteria; Gammaproteobacteria; 


r 


e 
1 


u 
b 


949361 949297 25 89 
bosomal RNA, partial sequence 


gi 


824212 825662 Bosea 


265678495 
825713 827158 Bosea 


265678484 
842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
Bacteria_16S 
gasicomitatum str 
gasicomitatum LMG 


265678474 
265678449 
16S ribosomal RNA, partial sequence 892248 89373 


265678448 
16S ribosomal RNA, partial sequence 893783 89526 


265678447 
16S ribosomal RNA, partial sequence 895318 89680 
265678442 


265678423 


265678420 


265678413 
947973 94948 


ea. 


ea. 


hizobiace 


equence 


lales; Le 


kholderia 


kholderia 


kholderia 


90307 
ales; Leg 


ence 
acillacea 


ence 
Alteromo 


vestrisii Bacteria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref 
ene 


NR_028798.1 
ae Bacteria 


’ 


ref|NR_028787.1| Bosea minatitlanensis 
9 Bosea minatitlanensis Bacteria; 
ae; Bosea. 
ref|NR_028777.1] Leuconostoc 

855982 857475 Leuconostoc 
uconostoc. 
ref|NR_028751.1|] Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 
ceae; Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 
ref|NR_028749.1| Pandoraea apista 


2 Pandoraea apista Bacteria; 


ceae; Pandoraea. 
ref|NR_028744.1| Legionella gresilensis 
2 904507 Legionella gresilensis 
ionellaceae; Legionella. 
ref|NR_028725.1| Lactobacillus 
932436 934005 Lactobacillus 
e; Lactobacillus. 
ref|NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 
nadales; Pseudoalteromonadaceae; 
ref|NR_028715.1| Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
28220 Bacteria_16S 957089 957025 25 89 gi| 265678408 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 

salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; R 
Pseudaminobacter. 

28220 Bacteria_16S 961719 961655 25 89 gi| 265678404 
strain CIP 104663 16S ribosomal RNA, complete sequence 96032 


Proteobacteria; G 


ammaproteobacteria; Pseudomonadales; 


Pseudomonadaceae; 


ae; Acidovorax. 

ref|NR_028710.1| Pseudaminobacter 
955748 957207 Pseudaminobacter 

hizobiales; Phyllobacteriaceae; 

ref|NR_028706.1| Pseudomonas veronii 

3 961843 Pseudomonas veronii Bacteria; 


Pseudomonas. 


28220 


Salinivibrio. 
28220 


Bacteria_16S 966346 966282 25 
subsp. vallismortis strain DV 16S ribosomal RNA, partia 
subsp. vallismortis Bacteria; 


Bacteria_16S 975582 975517 25 


89 
Proteobacteria; 


89 


strain T-3 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
28220 


Sphingobacteria; 
Bacteria_16S 987737 987673 25 


89 


Sphingobacteriales; 


gi 


Gammaprot 


gi 


974224 97564 
Sap 


gi 


strain CDC 2970-59 16S ribosomal RNA, partial sequence 


Bacteria; 


28220 Bacteria_16S 


89 


strain 167 16S ribosomal RNA, partial sequence 


Proteobacteria; 


28220 Bacteria_16S 


89 


strain I-75 16S ribosomal RNA, partial sequence 


Proteobacteria; 
28220 Bacteria_16S 
strain JB-A2 16S 
Proteobacteria; 

28220 Bacteria_16S 
Proteobacteria; 
28220 Bacteria_16S 
Proteobacteria; 
28220 Bacteria_16S 
Gammaproteobacteria; 
28220 Bacteria_16S 
strain Ne 11 16S 
Proteobacteria; 

28220 Bacteria_16S 
L-3 16S ribosomal 
Gammaproteobacteria; 
28220 Bacteria_16S 


Gammaproteobacteria; 
1015259 1015195 25 
199/55 16S ribosomal RNA, 
Pseudomonadales; 

1016755 1016691 25 
ribosomal RNA, partial sequence 
Gammaproteobacteria; 
1018252 1018188 25 
RNA, partial sequence 
Pseudomonadales; 

1036636 1036572 25 


89 


89 
RNA, partial sequence 


89 
RNA, partial sequence 


89 
partial sequence 


89 


89 


89 


strain 7-2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


28220 Bacteria_16S 


89 


strain 7-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


28220 Bacteria_16S 


Rhodopseudomonas. 
28220 Bacteria_16S 


1083393 1083329 25 


89 


89 


eobacteria; Alteromonadales; 
1013763 1013699 25 
strain GP11 16S ribosomal 
Pseudomonadales; 


Moraxellaceae; 


Pseudomonadales; 


Moraxellaceae; 


gi 


987916 98944 
Gammaproteobacteria; Enterobacteriales; 
990897 990833 25 


gi 


989496 99101 
Gammaproteobacteria; Enterobacteriales; 
1001711 1001647 25 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pis 
1010719 1010655 25 
strain OK-1 16S ribosomal 
Gammaprot 


gi 


1000320 10017 


gi 


1009316 10108 
s 


gi 


1012401 10138 
Moraxellaceae; 


gi 


265678401 


265678394 


265678386 


265678385 


265678384 


265678377 


265678371 


265678369 


265678368 


1013897 1015342 Moraxella 


Moraxella. 


gi 


265678367 


1015393 10168 


gi 


265678366 


1016889 1018335 Moraxella 


Moraxella. 


gi 


265678354 


1035238 10367 


Betaproteobacteria; Burkholderiales; Ox 
1038176 1038112 25 


gi 


265678353 


1036784 10382 


Betaproteobacteria; Burkholderiales; Co 
1057948 1057884 25 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 105808 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


265678339 


Rhiz 


265678321 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 


Firmicutes; 
28220 Bacteria_16S 
ATCC 35469 16S ribosomal 
Bacteria; 


28220 Bacteria_16S 


strain R 16S ribosomal R 
Proteobacteria; Alphaproteobacteria; 


fever group. 
28220 Bacteria_16S 


thermotolerans Bacteria; 
Pseudomonas. 
28220 Bacteria_16S 


Lactobacillales; 
1119706 1119642 25 


Proteobacteria; 


1145502 1145438 25 
thermotolerans strain CM 


1146981 1146917 25 


Lactobacillaceae; 
89 
RNA, partial sequence 


89 


89 
Proteobacteria; 


89 


strain Ter6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
28220 Bacteria_16S 
lucentensis strain QMT2 


Betaproteobacteria; 
1151462 1151398 25 


89 


Burkholderiales; 


gi 


Lactobacillus. 


228716249 


1118333 11198 


gi 


Ric 


gi 


gi 


Gammaproteobacteria; Enterobacteriales; 
1130307 1130243 25 
NA, partial sequence 1128958 1130397 Rickettsia rickettsii 
Rickettsiales; 


253680770 


253680760 


3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


253680759 


1145612 11470 


Oxalobacteraceae; 


gi 


Bacteria; Proteob 
28220 
strain JT7304 16S 
Proteobacteria; G 
28220 
acetoxidans DSM 7 
DSM 771 Bacteria; 


Bacteria_16S 


Bacteria_16S 


acteria; 
1153019 1152955 25 89 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1160565 1160517 12 61 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 


gi 


28220 


Bacteria_16S 


1166673 1166609 25 89 gi 


253680756 


16S ribosomal RNA, partial sequence 11501 
Alphaproteobacteria; Rhodospirillales; 


253680755 


1151622 11530 


228721485 

11591 
7 Peptococ 
228720470 


1 sequence 
eobacteria; 


Enterobacteriaceae; 


Enterobacteriaceae; 


cirickettsiaceae; 


kettsiaceae; 


Pseudomonadales; 


ref |NR_028703.1 
964933 966480 


ref|NR_028696.1 
Lewinella. 
ref |NR_028688.1 


Enterobacteriac 
ref |NR_028687.1 


ref|NR_028686.1 


ref |NR_028679.1 


ref|NR_028673.1 
Shewanella. 
ref |NR_028671.1 
Moraxella. 
NR_028670.1 
ovis Bacter 


ref 


ref|NR_028669.1 


Moraxella. 
NR_028668.1 
bovis Bacte 


ref 


ref|NR_028656.1 
; Herbaspiri 
ref |NR_028655.1 
Curvibacter. 
ref |NR_028641.1 


obiales; Bradyrh 


ref |NR_028623.1 
61 Lactobacillus 
ref|NR_027549.1 


Enterobacteriac 
ref|NR_028018.1 


Rickettsieae; 
ref|NR_028008.1 

1144133 114556 
Ps 


ref |NR_028007.1 


ref|NR_028004.1 
78 1151571 Thalas 


Salinivibrio costicola 
Salinivibrio costicola 


Vibrionales; Vibrionaceae; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 
rospiraceae; 


Citrobacter murliniae 


986336 987865 Citrobacter murliniae 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
989317 989253 25 


eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
Citrobacter. 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
Citrobacter. 


Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 
Thiomicrospira. 


Shewanella algae 


53 Shewanella algae Bacteria; 
hewanellaceae; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 
Moraxellaceae; 


Moraxella bovis strain 
ria; Proteobacteria; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
alobacteraceae 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 
mamonadaceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Lactobacillus equi 
equi Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Rickettsia rickettsii 

Bacteria; 

Rickettsia; spotted 
Pseudomonas 

1 Pseudomonas 

eudomonadaceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
Collimonas. 


Thalassospira 
sospira lucentensis 


sychromonadaceae; 


Rhodospirillaceae; Thalassospira. 
ref|NR_028003.1| Psychromonas kaikoae 
67 Psychromonas kaikoae Bacteria; 
Psychromonas. 

ref|NR_027608.1| Desulfotomaculum 

66 1160688 Desulfotomaculum acetoxidans 
caceae; Desulfotomaculum. 
ref|NR_027592.1| Clostridium spiroforme 


DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


28220 
DSM 


28220 
13501 


28220 


tataouinensis TTB 
TTB310 Bacteria; 


28220 
DSM 


Bacteria; 


28220 


mitsuokai DSM 158 


28220 


strain Althfl 16S 
Proteobacteria; 


28220 


schoenbuchensis s 
schoenbuchensis B 


28220 


niigataensis stra 
niigataensis Bact 


28220 


aminovorans strai 
aminovorans Bacte 


28220 


metallireducens s 
metallireducens B 


28220 


Mi268 16S ribosomal RNA, partial sequence 
Lactobacillales; 


28220 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


28220 Bacteria_16S 1309913 1309849 25 89 gi| 228721488 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequ 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacte 
Hyphomicrobium. 

28220 Bacteria_16S 1311386 1311322 25 89 gi| 228721487 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 
facile subsp. ure 
Hyphomicrobium. 


28220 


15470 strain E7.2 
Bacteria; 


28220 


melanesiensis str 
melanesiensis BI4 


28220 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


28220 


hafniense strain 
DCB-2 Bacteria; Firmicutes; 


28220 


DSM 9799 16S ribo 
Proteobacteria; 


28220 
subsp. 


28220 


hamburgensis stra 
Bacteria; 


28220 


16069 16S rib 
Bacteria; 


18053 16S rib 
Bacteroidetes; 


costicola 
costicola subsp. 
Salinivibrio. 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal 
Proteobacteria; 


310 16S 
Proteob 


acteria; 


icus Bacteria; 


Firmicutes; 


29 Bacteria; 


1175787 1175723 25 


1193846 1193782 25 


1198508 1198444 25 


1199955 1199890 25 


Sphingobacteria; 


1207557 1207497 29 


1213576 1213512 25 


1233175 1233111 25 


1239268 1239204 25 


1240784 1240720 25 


1245325 1245277 12 


Firmicutes; 
1288872 1288808 25 


Weissella. 


1293290 1293226 25 


1329846 1329782 25 


1333005 1332940 25 


1340503 1340439 25 


1342098 1342050 12 


Clostridia; 


1343665 1343601 25 


1355896 1355832 25 


1366202 1366138 25 


1369396 1369348 12 


complete sequence 


Proteobacteria; 


Thermotogae; 


89 


RNA, partial sequence 


89 


1192457 1193978 
Burkholderiales; Alcaligenaceae; 


89 


89 


osomal RNA, partial sequence 
Sphingobacteriales; 


89 


89 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


89 


89 


89 


61 


89 


1287447 1289004 Weiss 


89 


89 


89 


89 


61 


89 


89 


Proteobacteria; 


89 


61 


gi 
11 


Gammaproteobacteria; Kangiella. 


gi 


gi 


ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 


gi 
11 


gi 


97 16S ribosomal RNA, partial sequence 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; 


gi 
12 


gi 


train R1 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


gi 


in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


gi 


n DSM7048 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


gi 


train 853-15 16S ribosomal RNA, partial 


Clostridia; Clostridiales; 


gi 


gi 


icus strain VT8 16S ribosomal RNA, partial seque 
Gammaproteobacter 


aphilum Bacteria; Proteobacteria; Alphaproteobac 


gi 


5 16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales; Veillonellaceae; 


gi 


ain BI429 16S ribosomal RNA, partial sequence 
Thermotogales; 


gi 


train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphaproteobacter 


gi 


DCB-2 16S ribosomal RNA, partial sequence 13406 
Clostridiales; 


gi 


somal RNA, partial sequence 1342254 1343799 Ferri: 
Gammaproteobacteria; Alteromonadales; Ferrimonada 


gi 


Gammaproteob 


gi 


in X14 16S ribosomal RNA, partial sequence 13648 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


gi 


228718578 
74405 11758 


228715722 
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sequence 
Rhizo 
219878162 


Rhizob 
219857537 
sequence 


219846052 


228716433 
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sequence 
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Brady 
228718692 


Borde 


Fle 


Halomonad 
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ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
nce 
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ref 
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ref 
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ref 
ceae 
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strain ATCC 33508 16S ribosomal RNA, partial sequenc 
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acte 


ref 


rhiz 
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31 1198567 Ramli 
Comamonadaceae; 


aceae; 
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1237929 123939 


biales; Phyllobacteriaceae; Aminobacter. 
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ence 
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tella hinzii LMG 
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NR_027534.1 


NR_027533.1 


NR_027526.1 


NR_027219.1 


NR_025410.1 


NR_025302.1 


NR_025301.1 


Phyllobac 
NR_025125.1 


NR_025642.1 


NR_027551.1 
129190 


NR_027611.1 
130859 
Rhizobiales 


NR_027610.1 
nce 131006 
a; Rhizobial 


NR_025680.1 


lister. 
NR_027617.1 


eae; Thermos 
NR_027605.1 


Rhodospirill 
NR_027603.1 
; Desulfitob 


NR_027602.1 
s balearica 


NR_027590.1 
e 135446 
ria; Vibrion 


NR_027578.1 


obiaceae; Ni 
NR_027575.1 


Bartonellaceae; 


soli Bacteria; 


Alteromonadales; 


; Ferrimonas. 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 


bacter tataouinensis 


Ramlibacter. 
Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 
xibacteraceae; Dyadobacter. 


Catenibacterium 


79 1207663 Catenibacterium mitsuokai DSM 
Erysipelotrichaceae; 


Catenibacterium. 
Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonas. 


Bartonella 
9 Bartonella 
Bartonella. 
Aminobacter 
4 Aminobacter 


Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Weissella soli strain 
Firmicutes; 


Marinobacter 
4 1293412 Marinobacter 
Alteromonadaceae; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Dialister invisus DSM 
ter invisus DSM 15470 


Thermosipho 

7 Thermosipho 

ipho. 

Magnetospirillum 

3 Magnetospirillum 

ales; Rhodospirillaceae; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Ferrimonas balearica 
DSM 9799 Bacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Nitrobacter 

acter hamburgensis X14 
trobacter. 
Desulfovibrio 


magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


28220 


strain 08145 16S 


28220 


strain TMO 16S ri 
Thermotogae; 


28220 


strain LMG 2210 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1382962 1382898 25 


1394946 1394881 25 


Thermotogaceae; 
1415926 1415862 25 


89 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
ref 


89 


bosomal RNA, partial sequence 


Thermotogales; Thermotoga. 


89 


gi|228717104 


ref 


NR_027560.1 


Idiomarina baltica 


1381574 1383049 Idiomarina baltica 0S145 Bacteria; 


gi|228715897 


Idiomarina. 
NR_027542.1 


Thermotoga lettingae 


1393543 1395055 Thermotoga lettingae TMO Bacteria; 


gi|224581448 


ref 


NR_027230.1 
6S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas marginalis 


Pseudomonas. 


28220 Bacteria_16S 1431353 1431289 25 89 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 

28220 Bacteria_16S 1432925 1432877 12 61 gi|224581434|ref|NR_027216.1| Leptospirillum 


ferrooxidans stra 
Bacteria; Nitrosp 


28220 


strain M2000/95/1 
Bacteria; 


28220 


doudoroffii strai 


Bacteria_16S 


Bacteria_16S 


doudoroffii Bacte 


1443711 1443647 25 


1455813 1455749 25 


89 


89 


n MBIC1298 16S ribosomal RNA, partial 


gi|224581426 


224581417 
sequence 


gi 


ref 


in L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptos 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
ref 


Pasteurellaceae; 
NR_027198.1 


1454432 14559 


NR_027207.1 
16S ribosomal RNA, partial sequence 1442329 1443825 Actino 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


pirillum ferrooxidans 


Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


1 


Oceanimonas 
5 Oceanimonas 


nada Oceanimonas. 


ria; Proteobacteria; 


Gammaproteobacteria; Aeromo 


les; 


Aeromonadaceae; 


28220 


strain SK-1T 16S 


28220 


Bacteria_16S 


Bacteria_16S 


AMMD 16S ribosoma 


1460145 1460081 25 


1473782 1473718 25 


89 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


89 


1472412 1473865 Burkh 


gi] 224581413 


ref 


NR_027194.1 


Xenorhabdus japonica 


1458766 1460246 Xenorhabdus japonica Bacteria; 


gi] 224581402 


Enterobacteriaceae; 


ref|NR_024882.1 


xXenor 


habdus. 
Burkholderia ambifaria 


1 RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
complex. 


28220 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


28220 


strain SW32 16S r 


28220 


strain SA35 16S r 


28220 


9187 strain TA 4r 
Bacteria; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1481528 1481464 25 


ain K601 16S ribosomal RNA, 
1 Bacteria; 


Proteobacteria; 


1484537 1484473 25 


89 


gi|219878371 


partial sequence 
Betaproteobacteria; 


89 


ibosomal RNA, partial sequence 


gi| 219857506 
1483159 14846 


Burkholder 


ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


ref |NR_025094.1 


olderia ambifaria AMMD Bacteria; 
rkholderiaceae; 


ia; Burkholderia cepacia 


Alicycliphilus 
2 Alicycliphilus 


Comamonadaceae; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 
1493612 1493548 25 89 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
ibosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
1496600 1496536 25 89 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 
16S ribosomal RNA, complete sequence 1495267 1496682 Tolumonas auensis DSM 9187 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tolumonas. 
1540359 1540294 25 89 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
38 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 


strain NRRL B-162 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


28220 


strain KMM 231 16 


Bacteria_16S 


1546531 1546467 25 


89 


S ribosomal RNA, partial sequence 


gi|219857261 
1545151 15466 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


28220 


strain KMM 227 16 


Bacteria_16S 


1548046 1547982 25 


89 


S ribosomal RNA, partial sequence 


gi|219857260 
1546665 15481 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


28220 


strain B8 16S rib 


28220 


strain B6 16S rib 


28220 


lusatiensis strai 
Bacteria; 


28220 
subsp. 
subsp. 
28220 


faecalis strain g 
Bacteria; 


28220 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


smithia strain AS20/1/1 16S ribosomal RNA, partial 
smithia Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1549545 1549481 25 


osomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 


1551011 1550947 25 


osomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 


1570341 1570277 25 


1571879 1571815 25 


Proteobacteria; 


1573357 1573293 25 


1580947 1580883 25 


Sinorhizobium. 
1617659 1617594 25 


89 


89 


89 


n S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


89 


89 


c 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


89 


CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 
ifer group; 


89 


gi] 219857245 
1548180 15495 


gi|219857244 
1549646 15510 


219878173 
15690 
Phyll 
219878156 
sequenc 


gi 


gi 


Gammaproteobacteria; Aeromonadales; 


219857383 
15720 


gi 


219878491 
sequence 


gi 


gi|219878465 


antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; 
Algoriphagus. 


Bacteroidetes; 


Sphingobacteria; 


Bradyrhizobiaceae; Rh 


Rhizobiales; 


Pseudonocar 
ref |NR_024892.1 
Idiomarina. 
NR_024891.1 


eae; 
ref 


eae; Idiomarina. 
ref |NR_024875.1 
95 Aquabacterium 


ref |NR_024874.1 
61 Aquabacterium 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025295.1 
e 1570477 157198 
Aero 
ref|NR_024971.1 
32 1573475 Rhodop 


ref|NR_025251.1 
1579624 158106 
Rhizobiace 


diaceae; Crossiella. 
Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Defluvibacter 

ibacter lusatiensis 

efluvibacter. 
Aeromonas salmonicida 

1 Aeromonas salmonicida 

monadaceae; Aeromonas. 
Rhodopseudomonas 

seudomonas faecalis 

odopseudomonas. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


ref |NR_025604.1 
1616292 161776 


Algoriphagus 
4 Algoriphagus 


Sphingobacteriales; Cyclobacteriaceae; 


28220 


28220 


Algoriphagus. 
28220 


winogradskyi Bacteria; 


Algoriphagus. 
28220 


28220 


28220 


Bacteria_16S 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 16192 
Bacteroidetes; Sphingobacteria; 
Bacteria_16S 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 
aquimarinus Bacteria; 


Bacteria_16S 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobac 


Bacteria_16S 
strain BA134 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; 
Bacteria_16S 
litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromona 
Bacteria_16S 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 


1619182 1619117 25 


1620705 1620640 25 


89 


89 


gi|219878464 


gi|219878463 


ref|NR_025603.1| Algoriphagus chordae 
87 Algoriphagus chordae Bacteria; 


Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 


ref|NR_025602.1| Algoriphagus 
1619338 1620810 Algoriphagus 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 


1622228 1622163 25 


1625259 1625194 25 


1634360 1634296 25 


1641903 1641839 25 


89 


89 


89 


89 


gi|219878462 


gi|219878460 
1623889 16253 


Sphingobacteriales; Cyclobacteriaceae; Belliella. 


gi|219878454 


gi|219878449 


ref|NR_025601.1| Algoriphagus 
1620861 1622333 Algoriphagus 
teriales; Cyclobacteriaceae; 


ref|NR_025599.1| Belliella baltica 
33 Belliella baltica Bacteria; 


ref|NR_025593.1| Oceanisphaera 
1632974 1634479 Oceanisphaera 
dales; Aeromonadaceae; Oceanisphaera. 
ref|NR_025588.1] Pseudomonas 
1640520 1642031 Pseudomonas 


proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
28220 


Bacteria_16S 
strain CMS 38 16S ribosomal RNA, partial sequence 


1643465 1643401 25 


89 


gi|219878448 
1642082 16435 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


28220 
strain CMS 35 16S 


Bacteria_16S 


1645026 1644962 25 


89 


ribosomal RNA, partial sequence 


gi|219878447 
1643643 16451 


ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


28220 


28220 


28220 


28220 


28220 


Bacteria_16S 
strain 75-80 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; G 
Bacteria_16S 
strain Albert 19982 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
Bacteria_16S 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 
auripigmenti Bacteria; 
Bacteria_16S 

strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 16954 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
Bacteria_16S 


1660270 1660206 25 


1667950 1667886 25 


1693808 1693760 12 


89 


89 


61 


Firmicutes; Clostridia; 


1695345 1695281 25 


1696889 1696825 25 


89 


89 


strain TOl 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
Bacteria_16S 


28220 
strain AJ2502 16S 


Bacteroidetes; Sphingobacteria; 
Bacteria_16S 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; Megamonas 


28220 


Firmicutes; Clostridia; 
Bacteria_16S 


28220 


1716746 1716681 25 


1748768 1748720 12 


1757970 1757906 25 


89 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


61 


89 


strain 2825 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromona 
Bacteria_16S 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 17774 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
Bacteria_16S 


28220 


28220 


1777421 1777357 25 


1794003 1793939 25 


89 


89 


LMG 19999 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
Bacteria_16S 


28220 


28220 


28220 
alexandrii strain 


1795558 1795494 25 


1797042 1796978 25 


1829144 1829080 25 


89 


1794167 1795601 Vibri 


89 


89 


C116-18 16S ribosomal RNA, partial sequence 


Clostridiales; Pep 


gi|219878435 
1658880 16603 


gi|219878430 
16665 


gi|219878412 
gi|219878411 
gi|219878410 
1695512 16970 
gi|219878397 
1715372 17168 


Sphingobacter 
gi| 219878375 


gi|219878367 
1756574 17580 
gi|219878352 
gi|219878340 
1792623 17941 
gi| 219878339 


gi|219878338 


gi| 219878317 


ref|NR_025574.1| Grimontia hollisae 

83 Grimontia hollisae Bacteria; 

rimontia. 

ref|NR_025569.1| Escherichia albertii 

70 1668063 Escherichia albertii Bacteria; 

teriaceae; Escherichia. 

ref|NR_025551.1| Desulfosporosinus 
1692386 1693917 Desulfosporosinus 

tococcaceae; Desulfosporosinus. 

ref|NR_025550.1| Pseudomonas cannabina 

61 Pseudomonas cannabina Bacteria; 

aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025536.1| Pedobacter piscium 

65 Pedobacter piscium Bacteria; 

iaceae; Pedobacter. 

ref|NR_025514.1| Megamonas hypermegale 

68 Megamonas hypermegale Bacteria; 

ref|NR_025506.1| Psychromonas profunda 

69 Psychromonas profunda Bacteria; 

daceae; Psychromonas. 

ref|NR_025491.1| Vibrio hepatarius 

97 Vibrio hepatarius Bacteria; 

ibrio. 

ref|NR_025479.1| Vibrio pacinii strain 

16 Vibrio pacinii Bacteria; 

ibrio. 

ref|NR_025478.1| Vibrio xuii strain R- 

o xuii Bacteria; Proteobacteria; 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025456.1| Oceanicaulis 
1827843 1829266 Oceanicaulis 


alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 


28220 


limicola Bacteria; 
28220 


Bacteria_16S 
limicola strain GolChil 16S ribosomal RNA, 


1830714 1830650 25 


1847599 1847535 25 


89 


complete sequence 
Proteobacteria; Betaproteobacteria; Rhodocycla 
Bacteria_16S 


89 


gi|219878316 


ref|NR_025455.1| Propionivibrio 
1829317 1830847 Propionivibrio 
les; Rhodocyclaceae; Propionivibrio. 


gi|219878304 


livingstonensis strain NF22 16S ribosomal RNA, partial sequence 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


Shewanella. 


ref|NR_025443.1| Shewanella 
1846218 1847712 Shewanella 


28220 Bacteria_16S 


28220 Bacteria_16S 


1862661 1862597 25 
strain ME102 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; 
1868818 1868754 25 


89 


89 


gi|219878293 
1861284 18627 


gi|219878289 


asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 


asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


Chelatococcus. 
28220 Bacteria_16S 


1876370 1876306 25 


89 


strain HK85 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
1884180 1884132 12 


28220 Bacteria_16S 


61 


gi|219878284 
1874987 18764 


gi| 219878277 


strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 18842 


Firmicutes; 
28220 


Clostridia; 
Bacteria_16S 


61 


gi| 219878276 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 


Firmicutes; Clostridia; 
28220 Bacteria_16S 
strain DSM 11334 


28220 Bacteria_16S 
strain LMG 1945, 
28220 Bacteria_16S 1904026 1903952 15 
CIP 106764 
Firmicutes; 
28220 Bacteria_16S 
strain DSM 13256, 
Thermotogae; 
28220 


1917329 1917264 25 


Bacteria_16S 1940145 1940081 25 


89 


89 


89 


16S ribosomal RNA, partial sequence 


Lactobacillales; Aerococcaceae; Facklamia. 


89 


16S ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


89 


gi|219878265 
gi|219878264 
18982 


gi|219878261 
1902626 19040 


gi|219878250 
19159 


gi|219878235 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 


fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; 


Methylobacterium. 


28220 Bacteria_16S 1947888 1947824 25 


89 


gi|219878230 


strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 


28220 Bacteria_16S 1963056 1962992 25 
strain 95Al1 16S ribosomal RNA, 


28220 Bacteria_16S 1964620 1964556 25 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 196474 
Hydrogenophilales; Hy 


denitrificans Bacteria; 
Thiobacillus. 
28220 Bacteria_16S 


Proteobacteria; 


1966137 1966073 25 


89 


complete sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


89 


Betaproteobacteria; 


89 


gi|219878220 
1961654 19631 


gi|219878219 


gi|219878218 


subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


subsp. parafaecalis Bacteria; Proteobacteria; 
Alcaligenes. 
28220 Bacteria_16S 1967629 1967565 25 


89 


strain BM5 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


28220 Bacteria_16S 1971938 1971874 25 


89 


gi|219878217 
1966261 19677 


gi| 219878214 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 


frisingense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 


28220 Bacteria_16S 1999937 1999873 25 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacter 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 


28220 Bacteria_16S 2013750 2013686 25 


jannaschiana strain ATCC 33883 16S ribosomal RNA, partial 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


28220 Bacteria_16S 2015210 2015146 25 


89 


89 


89 


Burkhol 
gi|219878196 
gi|219878187 
sequenc 


gi|219878186 


strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 20153 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


28220 Bacteria_16S 2025606 2025542 25 
strain DSM 176 16S ribosomal RNA, 


89 


gi| 219878179 


complete sequence 2024259 20257 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


28220 Bacteria_16S 2030141 2030077 25 


strain DSM 169 16S ribosomal RNA, partial sequence 


89 


gi|219878176 
2028754 20301 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


28220 Bacteria_16S 2051720 2051672 12 


61 


gi|219878158 


Rhizobiales; Methylob 


ref |NR_025432.1 


Oleiphilus 
ref |NR_025428.1 
1867493 186885 


ref |NR_025423.1 


ref |NR_025416.1 


ref|NR_025415.1 


ref |NR_025404.1 


Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
Brackiella. 
ref |NR_025400.1 


ref|NR_025389.1 
11 1917433 Thermo 


ref|NR_025374.1 
1938810 194024 


ref|NR_025369.1 


Bordetella. 
ref|NR_025359.1 


ref|NR_025358.1 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref |NR_025356.1 


Thiocapsa. 
ref |NR_025353.1 

1970584 197204 
deriales; Oxalob 


ref|NR_025335.1 


ref|NR_025326.1 
e 2012455 201386 
Hyph 
ref|NR_025325.1 


ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025315.1 


Chromatium. 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
Haemophilus. 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 
1885760 1885712 12 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 

Clostridiales; Veillonellaceae; Sporomusa. 
1898097 1898033 25 
16S ribosomal RNA, partial sequence 1896710 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
1899640 1899576 25 
R8846 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Thermosipho geolei 
sipho geolei Bacteria; 


Methylobacterium 
9 Methylobacterium 


acteriaceae; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
Pasteurella. 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 


; Alcaligenaceae; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Pragia fontium strain 
ia; Proteobacteria; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Hyphomonas. 


Isochromatium buderi 
buderi Bacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


ref |NR_025297.1 


Anaerosinus glycerini 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 


Firmicutes; Clostridia; 


Clostridiales; Veillonellaceae; Anaerosinus. 


28220 Bacteria_16S 2062412 2062348 25 89 gi|219878149|ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
28220 Bacteria_16S 2074598 2074534 25 89 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

28220 Bacteria_16S 2076088 2076024 25 89 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

28220 Bacteria_16S 2085341 2085277 25 89 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

28220 Bacteria_16S 2086891 2086827 25 89 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

28220 Bacteria_16S 2092889 2092825 25 89 gi|219878128|ref|NR_025267.1| Shewanella baltica 
strain 63 16S ribosomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

28220 Bacteria_16S 2127919 2127855.25 89 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 

28220 Bacteria_16S 2141462 2141414 12 61 gi|219857641|ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

28220 Bacteria_16S 2144439 2144375 25 89 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 
strain Ps 9-14 16S ribosomal RNA, partial sequence 2143068 2144522 Pseudomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

28220 Bacteria_16S 2145944 2145880 25 89 gi|219857638|ref|NR_025227.1| Pseudomonas 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

28220 Bacteria_16S 2154970 2154906 25 89 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

28220 Bacteria_16S 2177833 2177769 25 89 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

28220 Bacteria_16S 2179300 2179236 25 89 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
28220 Bacteria_16S 2188413 2188349 25 89 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

28220 Bacteria_16S 2220173 2220109 25 89 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

28220 Bacteria_16S 2221682 2221618 25 89 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

28220 Bacteria_16S 2223092 2223028 25 89 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

28220 Bacteria_16S 2235331 2235267 25 89 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

28220 Bacteria_16S 2270656 2270592 25 89 gi|219857553|ref|NR_025141.1| Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

28220 Bacteria_16S 2272167 2272103 25 89 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

28220 Bacteria_16S 2273640 2273576 25 89 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

28220 Bacteria_16S 2278287 2278223 25 89 gi|219857548|ref|NR_025136.1| Methylomicrobium 


buryatense strain 5B 16S ribosomal RNA, partial sequence 


2276893 2278392 Methylomicrobium buryatense 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 


28220 


strain A45 16S ri 
Proteobacteria; 


28220 


strain 91-4 16S r 


28220 


strain IBS 193 16 


28220 


strain L2-TR 16S 
Proteobacteria; 


28220 


34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


28220 


lutaoensis strain 
Bacteria; 


28220 


strain K24 16S ri 
Proteobacteria; 


28220 


strain CFML 97-39 
Proteobacteria; 


28220 


strain CFML 97-51 
Bacteria; 


28220 


strain IBS 325 16 


28220 


strain ATCC 17747 
Firmicutes; 


28220 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


28220 


strain AML-C10 16 
Proteobacteria; 


28220 


strain DSM5578 16 
Firmicutes; 


28220 


strain IH25 16S r 
Firmicutes; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


2284374 2284310 25 


2296357 2296293 25 


2297823 2297759 25 


2299345 2299281 25 


2302254 2302190 25 


2303804 2303740 25 


2308448 2308384 25 


2322131 2322067 25 


2323683 2323619 25 


2396252 2396188 25 


2403825 2403777 12 


2413083 2413019 25 
Proteobacteria; 


2414647 2414583 25 


2419304 2419240 25 


Leuconostoc. 
2420859 2420795 25 


Leuconostoc. 
2440388 2440324 25 


89 


bosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococcaceae; 


89 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


89 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


89 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


89 
23 


ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 


89 


T5054 16S ribosomal RNA, partial sequence 23024 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


89 


bosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


89 


1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


89 


4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


89 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


61 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


89 


ain AML-D4 16S ribosomal RNA, partial 


teria; Gammaproteobacteria; Meth 


89 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococc 


89 


S ribosomal RNA, partial sequence 
Lactobacillales; 


89 


ibosomal RNA, partial sequence 
Lactobacillales; 


89 


gi] 219857544 
2282981 22844 


gi| 219857533 
2295034 22964 


gi|219857532 
2296489 22979 


gi| 219857531 
2297982 22993 
Idiomarinac 

gi|]219857529 
00928 2302353 Afipi 


gi] 219857528 


gi] 219857524 
2307079 23085 


219857515 
23207 


gi 


219857514 
23223 
Pp 
gi|219857463 
2394935 23963 


gi 


219857458 
24024 
Veillonel 
219857452 
sequence 


gi 


gi 


gi|]219857451 
2413261 24147 


gi|219857447 
2417916 24194 


gi|219857446 
2419471 24209 


gi|219857428 


ref|NR_025132.1 
79 Methylobacter 
ref|NR_025121.1 


Bartonella. 
ref|NR_025120.1 


Bartonella. 


NR_025116.1 


ref|NR_025112.1 
60 Pigmentiphaga 


ref|NR_025103.1 


ref|NR_025102.1 
seudomonadaceae; 
ref|NR_025051.1 


Bartonella. 
ref|NR_025046.1 


la. 
ref|NR_025040.1 

2411699 241321 
ylococcales; 


ref |NR_025039.1 


ref|NR_025035.1 
ref 


NR_025034.1 


ref |NR_025016.1 


Methylobacter marinus 
marinus Bacteria; 


Methylobacter. 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


ref|NR_025119.1| Idiomarina loihiensis 
96 Idiomarina loihiensis Bacteria; 

eae; Idiomarina. 

ref|NR_025117.1| Afipia birgiae strain 
a birgiae Bacteria; Proteobacteria; 
ref Marinobacter 


04 2303932 Marinobacter lutaoensis 
Alteromonadaceae; 


Marinobacter. 
Pigmentiphaga kullae 
kullae Bacteria; 


Pigmentiphaga. 


Pseudomonas brenneri 


64 2322265 Pseudomonas brenneri Bacteria; 
Pseudomonas. 


Pseudomonas grimontii 


16 2323816 Pseudomonas grimontii 


Pseudomonas. 
Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Veillonella criceti 


23 2403914 Veillonella criceti Bacteria; 


Methylosarcina 
0 Methylosarcina 


Methylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Methylobacter 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 
28220 
strain 2074-AUS-E 
Proteobacteria; 
28220 
beliardensis stra 
beliardensis Bact 
28220 
thivervalensis st 
thivervalensis Ba 
Pseudomonas. 
28220 
brassicacearum st 
brassicacearum Ba 
Pseudomonas. 
28220 
alkaliphilum stra 
Bacteria; Firmicu 
28220 
strain MHS-2 16S 


ain Z-0021 16S ribosomal RNA, 


complete 


sequence 


Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; Proteobacteria; 
2502303 2502239 25 89 gi 
16S ribosomal RNA, partial sequence 

2503809 2503745 25 


89 gi 


eria; Proteobacteria; 
2522056 2521992 25 89 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2523536 2523472 25 89 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2528064 2528016 12 


61 gi 


in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2541242 2541178 25 89 gi 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


28220 
strain MHS-3 16S 


Bacteria_16S 


2542647 2542583 25 89 
ribosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Meth 


ammaproteobacteria; Legionellales; Legionellacea 
Bacteria_16S 
in Montbeliard Al 16S ribosomal RNA, partial seq 
Gammaproteobacteria; Legio 


2539981 25412 


219857381 
25009 


219857380 


219857363 
sequence 
teria; Pse 


219857362 
sequence 
teria; Pse 


219857359 
nce 25266 
occaceae; 

219857350 


yphomonadaceae; 


2438995 2440521 Methylobacter 
ylococcales; Methylococcaceae; 


ref|NR_024969.1| Legionella waltersii 
08 2502354 Legionella waltersii Bacteria; 
e; Legionella. 
ref|NR_024968.1| Legionella 
uence 2502405 2503874 Legionella 
nellales; Legionellaceae; Legionella. 
ref|NR_024951.1] Pseudomonas 

2520665 2522094 Pseudomonas 
udomonadales; Pseudomonadaceae; 


ref|NR_024950.1] Pseudomonas 
2522145 2523617 Pseudomonas 
udomonadales; Pseudomonadaceae; 


ref|NR_024947.1] Desulfotomaculum 
73 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 
ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 


219857349 


ref|NR_024937.1|] Hyphomonas adhaerens 


2541332 2542665 Hyphomonas adhaerens Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


28220 Bacteria_16S 
strain CCUG 2113 
Proteobacteria; 

28220 Bacteria_16S 
strain ATCC 19624 
Proteobacteria; 
28220 Bacteria_16S 
meridiei strain S 
Bacteria; Firmicutes; 
28220 Bacteria_16S 


strain C-29 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


28220 
strain CIP 
Bacteria; 

28220 Bacteria_16S 
strain CIP 105470 
Proteobacteria; 
28220 Bacteria_16S 
strain AN1 


Bacteria_16S 
105469 


28220 Bacteria_16S 


strain CIP 105274 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


28220 Bacteria_16S 


methoxybenzovorans strain SR3 16S ribosomal RNA, partial 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiale 


28220 Bacteria_16S 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial 
asinigenitalis Bacteria; 


28220 Bacteria_16S 
strain CFML 96-19 
Proteobacteria; 
28220 Bacteria_16S 
strain CIP 104664 
Bacteria; 
28220 Bacteria_16S 
strain CIP 104883 
Bacteria; 
28220 Bacteria_16S 
strain CFML 96-17 
Bacteria; 
28220 Bacteria_16S 


mediterranea strain MMB1 16S ribosomal RNA, 
Proteobacteria; 


mediterranea MMB- 
28220 Bacteria_16S 
strain CIP 105273 
Proteobacteria; 
28220 Bacteria_16S 
strain CIP 105460 
Bacteria; 
28220 Bacteria_16S 


burkinensis strain HDv 16S ribosomal RNA, partial sequence 


Bacteria; 
28220 Bacteria_16S 


strain CVL 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfov 


28220 Bacteria_16S 


strain CKB 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


28220 Bacteria_16S 


strain ACAM 81 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; 
28220 Bacteria_16S 


strain CDC 0876-58 16S ribosomal RNA, partial sequence 


Bacteria; 
28220 Bacteria_16S 
strain CDC 2991-8 
Proteobacteria; 
28220 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


1 Bacteria; 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Flavobacteria; 


2545663 2545599 25 


16S ribosomal RNA, partial sequence 2544276 25457 
Betaproteobacteria; Burkholderiales; Comamonadace 


2547215 2547151 25 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


2548795 2548747 12 


10 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
2550260 2550196 25 


2556362 2556298 25 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


2557928 2557864 25 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


2568656 2568592 25 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


2571687 2571623 25 


2573245 2573181 25 


2576410 2576346 25 


Proteobacteria; 
2580808 2580744 25 


8 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


2582374 2582310 25 


2583944 2583880 25 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


2585513 2585449 25 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


2587091 2587027 25 


2596351 2596287 25 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


2597917 2597853 25 


2607140 2607092 12 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


2614888 2614840 12 


2619554 2619490 25 


2633200 2633135 25 


2636237 2636173 25 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


2637801 2637737 25 


1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


2639380 2639316 25 


complete sequence 


complete sequence 


89 gi| 219857347 


89 219857346 


25458 


gi 


61 gi| 219857345 

25473 
Peptococcaceae; 

89 gi| 219857344 


2548929 25503 
89 219857340 
25549 
P 
219857339 
25565 


gi 


89 gi 


89 gi| 219857289 
2567339 25687 

89 gi| 219857287 
25702 

89 gi| 219857286 


sequence 


89 gi| 219857284 

sequence 
Betaproteobacteria; Burk 
89 gi] 219857281 
25794 


89 219857280 
25809 
P 
219857279 
25825 
P 
219857278 
25841 


gi 
89 gi 


89 gi 


P 

89 gi|219857277 
complete sequence 

Gammaproteobacteria; 

89 gi|219857271 

25949 

89 gi| 219857270 


25965 
P 
219857264 

26057 


61 gi 


61 gi| 219857256 


2613469 26150 
89 gi| 219857253 
2618180 26196 
89 gi| 219857237 
2631843 26332 
Flavobacteriaceae 

gi|219857234 
26348 


89 


89 219857233 
26364 


Enterobac 


gi 


ref |NR_024935.1 
ae; Acidovorax. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024932.1 


Bartonella. 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024920.1 


ae; Nitrobacter. 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
NR_024917.1 
2571864 257337 
Clostridiacea 


holderiales; 
NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024865.1 


ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 


89 gi| 219857232 


succinogenes strain 1302 16S ribosomal RNA, partial sequence 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Actinobacillus. 


ref|NR_024860.1 
2637974 263946 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Clostridium 
7 Clostridium 
e; Clostridium. 

Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 

Marinomonas 
4 Marinomonas 
es; Marinomonas. 

Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 

Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Dechloromonas agitata 
agitata Bacteria; 


Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
; Flavobacterium. 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 
Actinobacillus 
1 Actinobacillus 


28220 


strain BS5-8 16S 
Proteobacteria; 


28220 


6a3 16S ribosomal 


Bacteria_16S 


Bacteria_16S 


Betaproteobacteria; 


28220 


floricola strain 
Bacteria; 


28220 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


28220 


strain ATCC15947 
Bacteria; 


28220 


strain JCM1680 16 
Proteobacteria; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


2650103 2650039 25 


2651606 2651542 25 


RNA, partial sequence 


Rhodocyclales; 
2696346 2696282 25 


2750322 2750258 25 
Proteobacteria; 


2763857 2763793 25 


2765373 2765309 25 


2766889 2766825 25 


89 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


89 


2650247 2651682 Azospira 
Rhodocyclaceae; Azospira. 


89 


S-877 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


89 


ain NA10B 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


89 


16S ribosomal RNA, partial sequence 2762542 27639 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


89 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


89 


strain JCM1679 16S ribosomal RNA, partial sequence 
Proteobacteria; 
28220 Bacteria_16S 2780596 2780532 25 89 
strain AP3 16S ribosomal RNA, partial sequence 
Proteobacteria; 
28220 Bacteria_16S 2783529 2783465 25 89 
strain B3-1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
28220 Bacteria_16S 2828763 2828698 25 89 
strain IHB1 16S ribosomal RNA, partial sequence 
Thermotogae; 


Gammaproteobacteria; Enterobacteriales; 


Thermotogales; Thermotogaceae; Thermosipho. 


28220 


saccharophila str 
saccharophila Bac 


28220 


Bacteria_16S 


Bacteria_16S 


2850139 2850075 25 


Proteobacteria; 
2854810 2854746 25 


89 


ain DSM 654 16S ribosomal RNA, partial 


teria; Betaproteobacteria; 


89 


gi| 219857225 
2648722 26501 


gi|219857224 


219857191 
26950 


gi 


gi| 219857154 


gi| 219857142 


gi|219857141 
2763991 27654 
Enterobac 
gi|219857140 
2765507 27669 
Enterobac 
gi|219857130 
2779259 27806 


Gammaproteobacteria; Thiotrichales; Thiotrichaceae; 


gi|219857128 
2782197 27836 


Gammaproteobacteria; Thiotrichales; Thiotrichaceae; 


gi| 219856905 
2827347 28288 


219856891 
sequence 

Burkh 
219856888 


gi 


gi 


Burkholderiales; 


ref|NR_024853.1 
Azonexus. 


ref |NR_024852.1 


ref|NR_024819.1 


ref |NR_024782.1 
2748935 275045 


ref|NR_024770.1 
40 Edwardsiella 


ref|NR_024769.1 
56 Edwardsiella 
teriaceae; 
ref |NR_024768.1 


oryzae Bacteria; 


Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azospira oryzae strain 
Proteobacteria; 


Saccharibacter 


10 2696445 Saccharibacter floricola 
Acetobacteraceae; Saccharibacter. 


Diaphorobacter 
5 Diaphorobacter 


Comamonadaceae; 


Edwardsiella tarda 


tarda ATCC 15947 
Enterobacteriaceae; 


Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 
Edwardsiella. 


Edwardsiella hoshinae 


72 Edwardsiella hoshinae Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024758.1| Thiothrix eikelboomii 
79 Thiothrix eikelboomii Bacteria; 
Thiothrix. 
ref|NR_024756.1| Thiothrix disciformis 
12 Thiothrix disciformis Bacteria; 
Thiothrix. 
ref|NR_024726.1| Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


ref|NR_024710.1] Pelomonas 

2848765 2850266 Pelomonas 
olderiales; Comamonadaceae; Pelomonas. 
ref|NR_024707.1| Pseudomonas savastanoi 


strain ATCC 13522 
Bacteria; 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomo 


na 


dales; 


28534 


P 


28220 Bacteria_16S 2860992 2860928 25 89 


carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial seq 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; 


28220 


lanceolatus strai 
lanceolatus Bacte 


28220 


Bacteria_16S 


Bacteria_16S 


2862554 2862490 25 


2864095 2864031 25 


89 


n ATCC 14669 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 


89 


gi| 219856884 


219856883 

sequence 
Burkhol 

219856882 


gi 


gi 


33 2854934 Pseudomonas savastanoi 
seudomonadaceae; Pseudomonas. 
ref|NR_024703.1] Pseudomonas 

uence 2859671 2861120 Pseudomonas 
Rhizobiales; Bradyrhizobiaceae. 


ref |NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_024701.1 


strain DSM 3050 1 
Proteobacteria; 
28220 


2867178 2867114 25 89 gi 


stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria; 


Marinobacterium. 
28220 
huttiense strain 


Bacteria_16S 


Proteobacteria; Gammaproteobacteria; 


2868726 2868662 25 89 gi 
ATCC 14670 16S ribosomal RNA, partial 


huttiense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 
28220 


Proteobacteria; 
28220 


Pseudomonas. 
28220 
strain IFO 15467 
Proteobacteria; 

28220 
japonicum strain 


Bacteria_16S 
strain S-1 16S ribosomal RNA, partial sequence 


Bacteria_16S 


2893389 2893325 25 89 gi 


2920906 2920842 25 89 gi 


Proteobacteria; 


2931378 2931314 25 89 gi 


2932885 2932821 25 89 gi 
ATCC 19191 16S ribosomal RNA, partial 


japonicum Bacteria; Proteobacteria; Gammaproteobacteria 


28220 


Bacteria_16S 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 


2934398 2934334 25 89 gi 


eq 


se 
B 


on 


Gammaproteobact 


(e} 


se 


’ 


6S ribosomal RNA, partial sequence 2862729 28642 
Gammaproteobacteria; Pseudomonadales; Pse 
Bacteria_16S 


uence 


Alteromonadales; 


219856879 
quence 
urkholderiales; 


219856861 
2892009 28935 
Gammaproteobacteria; Vibrionales; Vibri 
Bacteria_16S 
plecoglossicida strain FPC951 16S ribosomal RNA, partial 
plecoglossicida Bacteria; 


aceae; 


219856843 
sequence 


eria; 


219856836 
16S ribosomal RNA, partial sequence 2930007 29314 
Gammaproteobacteria; Oceanospirillales; 
Bacteria_16S 


219856834 


Pseudomon 
ref|NR_024699.1 

2865789 286730 
Alteromo 


ref|NR_024698.1 
2867356 286884 

Oxalobac 

ref |NR_024680.1 

Vibrio. 

ref |NR_024662.1 
2919511 292100 

Pseudomonadales; P 


ref|NR_024655.1 


ref|NR_024654.1 
2931509 293296 
Pseud 


Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
udomonadaceae; 
219856880 


as. 
Marinobacterium 
5 Marinobacterium 
nadaceae; 


Herbaspirillum 
5 Herbaspirillum 


teraceae; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Oceanobacter kriegii 


58 Oceanobacter kriegii Bacteria; 
ceanobacter. 
219856835 
quence 

Oceanospirillales; 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 


ref |NR_024653.1 
2933018 293448 


Marinobacterium 
0 Marinobacterium 


jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacterium. 


28220 Bacteria_16S 2952583 2952519 25 


strain JCM1234 16S ribosomal RNA, partial sequence 


Proteobacteria; 


28220 Bacteria_16S 2957048 2956979 26 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequen 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; 


Microbacterium. 
Bacteria_16S 2975313 2975249 25 


Microbacteriaceae; 
28220 


89 


Gammaproteobacteria; Enterobacteriales; Enterobac 


94 


89 


strain PCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 


28220 Bacteria_16S 2990564 2990500 25 


strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 29906 
Gammaproteobacteria; Legionellales; Legionellacea 


Proteobacteria; 
28220 Bacteria_16S 
strain LS-13 16S 
Proteobacteria; 

28220 Bacteria_16S 
strain 441-1 16S 
Proteobacteria; 

28220 


2992100 2992036 25 


2993591 2993527 25 


Bacteria_16S 2995055 2994991 25 


larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; 


89 


89 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


89 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


89 


Rhizobium/Agrobacterium group; Agrobacterium. 


28220 Bacteria_16S 3051281 3051233 12 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


sulfodismutans Bacteria; 
Desulfovibrio. 
28220 Bacteria_16S 


Proteobacteria; 


3058972 3058908 25 


amylolytica strain DSM 2873 16S ribosomal RNA, partial 


amylolytica Bacteria; 
Succinimonas. 
28220 Bacteria_16S 


Proteobacteria; 


3073858 3073794 25 


61 


89 


Gammaproteobacteria; 


89 


strain 4-87 16S ribosomal RNA, partial sequence 


Proteobacteria; 


28220 Bacteria_16S 3096481 3096417 25 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 30950 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Bacteria; 
28220 Bacteria_16S 
strain DSM 11603 
Proteobacteria; Alphaproteobacteria; 
28220 Bacteria_16S 
hydroxybenzoicum 
hydroxybenzoicum 


3106947 3106883 25 


3111395 3111347 12 
strain 
Bacteria; Firmicutes; 
28220 Bacteria_16S 3117512 3117448 25 
antarctica strain star-1 
antarctica Bacteria; 
Psychromonas. 
28220 Bacteria_16S 3125065 3125001 25 
denitrificans strain DSM 
denitrificans Bacteria; 
Hyphomicrobium. 
28220 Bacteria_16S 3128023 3127959 25 
zavarzinii strain ZV-622 
zavarzinii Bacteria; 
28220 Bacteria_16S 3129511 3129447 25 
hollandicum strain IFAM 
hollandicum Bacteria; 
Hyphomicrobium. 

28220 Bacteria_16S 3147473 3147409 25 
DSM 11303 16S ribosomal 
Deinococcus-Thermus; Deinococci; 
28220 Bacteria_16S 3155173 3155125 12 
orientis strain DSM 765 
Bacteria; Firmicutes; 
28220 Bacteria_16S 


Clostridia; 
3168863 3168799 25 


radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


radiodurans Bacteria; 
28220 Bacteria_16S 3173431 3173367 25 
strain CE2203 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
28220 Bacteria_16S 3178026 3177962 25 


Clostridiales; 


Gammaproteobacteria; Oceanospirillales; Balneatri 


89 


89 


16S ribosomal RNA, partial sequence 3105629 31070 
Rhizobiales; 


61 


BT 16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales; 


89 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


89 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


89 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


89 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


89 


RNA, partial sequence 
Deinococcales; 


61 


89 


89 
sequence 


Chromatiales; 


89 


Peptococcaceae; 


Deinococci; 


Chromatiaceae; 


gi| 219856822 
2951208 29526 


gi| 219856819 


Actino: 


gi| 219846940 
2973936 29754 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi| 219846930 


gi| 219846929 
2990709 29921 


gi| 219846928 
2992209 29936 


gi|219846927 
Rhizob 
gi| 219846888 


Des 


219846883 
sequence 
Aeromo 


gi 


gi|219846873 
3072467 30738 
gi| 219846858 
Suc 


gi|219846851 


Phyllobacteriaceae; 


gi|219846848 


gi|219846844 


219846839 
sequence 


gi 


gi|219846837 


gi| 219846836 


gi| 219846824 
3146120 31475 


gi|219846819 


16S ribosomal RNA, partial sequence 3153764 3155274 Desulf 
Desulfosporosinu 


gi|219846809 


gi|219846806 
3172065 31735 


Alteromonadales; 


Rhizobiales; 


Rhizobiales; 


sequence 3128192 312961 
Rhizobiales; Hyphomicr 


Deinococcales; 


ref|NR_024641.1 
57 Enterobacter 
teriaceae; 
ref |NR_024638.1 


mycetales; 


ref |NR_026532.1 


ref |NR_026522.1 
e; Legionella. 
ref|NR_026521.1 
58 Fluoribacter 
e; Fluoribacter. 
ref |NR_026520.1 


e; Legionella. 
ref|NR_026519.1 

2993732 299516 
iales; 


NR_026480.1 
3049889 305136 
ulfovibrionales; 


NR_026475.1 
3057592 305905 
nadales; 
ref|NR_026465.1 


xX. 


ref |NR_026450.1 


ref |NR_026443.1 
51 Aquamicrobium 
Aquamicrobi 
ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref |NR_026436.1 

3116131 311762 
Psychr 


ref |NR_026431.1 
3123738 312518 
Hyphomi 


ref |NR_026429.1 
3126704 312814 
Hyphomicro 


ref|NR_026428.1 


ref|NR_026416.1 


ref|NR_026411.1 


ref|NR_026401.1 
167516 316898 
Deinococcac 


NR_026398.1 


Ww 


ref 


gi| 219846803 


Enterobacter gergoviae 


gergoviae Bacteria; 
Enterobacter. 


Microbacterium 


ce 2955705 2957114 Microbacterium 
Micrococcineae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
Pseudomonas. 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Agrobacterium 
8 Agrobacterium 


Rhizobiaceae; 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Succinimonas 
3 Succinimonas 


Succinivibrionaceae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Ruminobacter 


79 3096617 Ruminobacter amylophilus 
cinivibrionaceae; 


Ruminobacter. 
Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Psychromonas 

9 Psychromonas 
omonadaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 

1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 

6 Hyphomicrobium 
obiaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 
Deinococcaceae; Deinococcus. 


Desulfosporosinus 
osporosinus orientis 
s. 

Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 


ref|NR_026395.1 


Pseudomonas graminis 


strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


28220 


Magnetospirillum. 
28220 


Firmicutes; 
28220 Bacteria_ 
strain NR-27 16S 


Bacteria_16S 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequen 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


Bacteria_16S 
strain DG-1 16S ribosomal RNA, partial sequence 
Clostridia; 


3199443 3199379 25 


3203899 3203851 12 


89 


61 


gi|219846789 


gi|219846786 
3202501 32039 
Clostridiales; Veillonellaceae; Sporomusa. 


ref 


ref 


NR_026381.1 
ce 3198121 3199563 Magnetospirillum 


NR_026378.1 
81 Sporomusa silvacetica Bacteria; 


Magnetospirillum 
Rhodospirillaceae; 


Sporomusa silvacetica 


Bacteroidetes; Sphingobacteria; 


28220 


lividum strain DS 
Bacteria; 


28220 


agaricidamnosum s 
agaricidamnosum B 
Janthinobacterium. 


28220 


strain TagT2C 16S 


28220 


strain L2 16S rib 


28220 


strain Feox-1 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


ribosomal RNA, 


3222019 3221955 25 


3223538 3223474 25 
Proteobacteria; 


3240282 3240218 25 


3268729 3268665 25 


3270262 3270198 25 


89 


89 


89 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
gi|219846742 
3267345 32688 


89 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 
gi| 219846741 
3268876 32703 


89 


complete sequence 


gi| 219846773 
M 1522 16S ribosomal RNA, partial sequence 32206 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
gi| 219846772 
train Wlr3 16S ribosomal RNA, partial sequence 

Betaproteobacteria; 


gi|219846761 
3238968 32403 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


28220 


strain ATCC 29903 


28220 


autotrophicus str 
Bacteria; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3273372 3273308 25 


3308471 3308407 25 


3309933 3309869 25 


89 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
gi| 219846716 
ain 7c 16S ribosomal RNA, partial sequence 33071 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


89 


89 


gi|219846739 
32719 


Bur 


Xanth 


strain 301 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
Bacteria_16S 
strain LMG 2207 1 


28220 


28220 
marinum DSM 5261 


3350899 3350835 25 89 gi 


3389110 3389046 25 89 gi 


6S ribosomal RNA, partial sequence 3349528 33510 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
Bacteria_16S 
16S ribosomal RNA, partial sequence 3387742 33891 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


28220 


strain ATCC 33048 
Bacteria; 


28220 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas. 


28220 


carrageenovora st 


Pseudoalteromonad 


28220 


ruminis strain DS 
Bacteria; 


28220 


strain ATCC 15338 


28220 


strain 717 16S ri 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3411859 3411795 25 


Clostridia; 
3422266 3422202 25 


Proteobacteria; 


3425233 3425169 25 


89 


16S ribosomal RNA, partial sequence 
Firmicutes; 


89 


in NCIMB 8614 16S ribosomal RNA, partial 


eria; Gammaproteobacteria; 


89 


gi|219846637 


gi| 219846630 


gi| 219846628 


rain ATCC 12662 16S ribosomal RNA, partial seque 


34104 
Clostridiales; Veillonellaceae; 


sequenc 
Alter 


16S 3219006 3218941 25 89 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Sphingobacteriales; Flammeovirgaceae; Thermonema. 


ref|NR_026365.1| Janthinobacterium 
51 3222119 Janthinobacterium lividum 
alobacteraceae; Janthinobacterium. 
ref|NR_026364.1| Janthinobacterium 
3222170 3223638 Janthinobacterium 
kholderiales; Oxalobacteraceae; 


ref|NR_026353.1| Xanthobacter tagetidis 
79 Xanthobacter tagetidis Bacteria; 
ae; Xanthobacter. 
ref|NR_026334.1| Legionella lytica 
25 Legionella lytica Bacteria; 
e; Legionella. 
ref |NR_026333.1| Leptothrix mobilis 
96 Leptothrix mobilis Bacteria; 


ref|NR_026331.1| Shigella flexneri 
84 3273471 Shigella flexneri Bacteria; 
teriaceae; Shigella. 

ref|NR_026308.1] Xanthobacter 

57 3308568 Xanthobacter autotrophicus 
obacteraceae; Xanthobacter. 


gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
3308619 3310030 Xanthobacter flavus Bacteria; 
obacteraceae; Xanthobacter. 
219846684|ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 
rkholderiaceae; Paucimonas. 
219846653|ref|NR_026245.1| Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 

ref|NR_026229.1| Dialister pneumosintes 
52 3411955 Dialister pneumosintes 
Dialister. 
ref|NR_026222.1| Pseudoalteromonas 
e 3420894 3422329 Pseudoalteromonas 
omonadales; Pseudoalteromonadaceae; 


ref 
nce 


NR_026220.1| Pseudoalteromonas 
3423861 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


aceae; 


Firmicutes; 


3445765 3445717 12 
Clostridia; 
3560194 3560130 25 


3561709 3561645 25 


3566195 3566131 25 


Pseudoalteromonas. 


61 


89 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


89 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


89 


gi| 219846613 


M 9236 16S ribosomal RNA, partial sequence 34443 
Clostridiales; Veillonellaceae; 


gi| 219846536 


gi| 219846535 


3560299 35617 
Vibrionaceae; V 


gi|219846532 


35587 


strain ATCC 14048 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
Bacteria_16S 


28220 
strain ATCC 35912 
Bacteria; 
28220 


28220 
strain Anox B 16S 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria_16S 


16S ribosomal RNA, partial sequence 


3569206 3569142 25 89 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; 
Bacteria_16S 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 
thermopalmarium Bacteria; 


3584247 3584179 26 94 gi 


Firmicutes; Clostridia; 


219846530 


219846520 


Clostridiales; 


3590483 3590419 25 89 gi 
ribosomal RNA, partial sequence 


219846516 
3589120 3590619 Ideonella dechloratans Bacteria; 
Ideonella. 


35647 


35678 
Vibri 


ref|NR_026205.1| Succiniclasticum 
50 3445854 Succiniclasticum ruminis 
Succiniclasticum. 


ref|NR_026128.1| Vibrio proteolyticus 
84 3560248 Vibrio proteolyticus Bacteria; 
ibrio. 

ref|NR_026127.1| Vibrio orientalis 


64 Vibrio orientalis Bacteria; 
ibrio. 


ref|NR_026124.1| Vibrio natriegens 

85 3566250 Vibrio natriegens Bacteria; 
ibrio. 

ref|NR_026122.1| Vibrio cincinnatiensis 
07 3569262 Vibrio cincinnatiensis 
onaceae; Vibrio. 

ref|NR_026112.1] Clostridium 


3582883 3584385 Clostridium 
Clostridiaceae; Clostridium. 


ref|NR_026108.1| Ideonella dechloratans 


28220 


strain LMG 7837 1 


28220 
strain 


Proteobacteria; 


28220 


halophilum strain 
halophilum Bacter 


28220 


strain H152 16S r 


28220 


frigidimarina str 
frigidimarina Bac 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizo 
Bacteria_16S 3660362 3660298 25 89 gi| 219846465 |ref 
ain ICP1 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Gammaproteobacteria; Alteromo 
Bacteria_16S 3663422 3663358 25 89 gi| 219846463 |ref 


28220 


psychrotropica st 
psychrotropica Ba 


28220 


restrictus strain 
restrictus Bacter 


28220 


strain 1846 
Proteobacteria; 


28220 


Bacteria_16S 


Bacteria_16S 
: CIP 7430 


Bacteria_16S 


ia; 
Bacteria_16S 


Bacteria_16S 


ia; 
Bacteria_16S 


3604319 3604255 25 


3613334 3613270 25 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 


3654232 3654184 12 


SEBR 3139 16S ribosomal RNA, partial 
Firmicutes; 


3657220 3657156 25 


ibosomal RNA, partial sequence 


rain ACAM 179 16S ribosomal RNA, parti 
cteria; 


Proteobacteria; 
3666557 3666509 12 


PER-K23 16S ribosomal RNA, partial sequ 
Firmicutes; 


3675568 3675504 25 


Clostridia; 


Clostridia; 


89 gi 


aceae; Sinorhizobium/Ens 
89 gi| 219846497 |ref|NR_026089.1 
3611933 3613434 Aeromo 

omonadaceae; Aeromonas. 
61 gi|219846469|ref|NR_026061.1 
sequence 3652827 365435 
Clostridiales; Peptococcaceae; Desul 
89 gi| 219846467 |ref|NR_026059.1 


al sequence 3662041 366352 
Gammaproteobacteria; Alteromonadales; Co 
61 gi|219846461|ref|NR_026053.1 
ence 3665143 366662 

Clostridiales; Peptococcaceae; Dehal 

89 gi|219846454|ref|NR_026045.1 


219846504 
6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
Sinorhizobium. 


3655877 36573 


ref 


32 Sinorhizobium 


3658961 36604 


NR_026096.1 


bium/Agrobac 
NR_026057.1 
6 
nadales; She 
NR_026055.1 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; 
28220 
chlororespirans s 
chlororespirans B 
28220 
strain P-172-71 1 
Proteobacteria; 
28220 
strain A089 16S r 
Proteobacteria; 
28220 


fever group. 


Bacteria_16S 
6S ribosomal RNA, partial sequence 3693916 36953 
Gammaproteobacteria; Pasteurellales; Pa 
Bacteria_16S 


st 
3750246 3750182 25 89 
ibosomal RNA, partial sequence 


gi 


on 


3781953 3781889 25 89 gi 


ke 


219846401 
3748871 37503 
Gammaproteobacteria; Vibrionales; Vibri 
Bacteria_16S 
strain RB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


219846376 
3780594 37820 


16S ribosomal RNA, partial sequence 3674212 36756 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Panto 

Bacteria_16S 3680233 3680169 25 89 gi|219846451|ref|NR_026042.1 
ain Mcl6 16S ribosomal RNA, partial sequence 3678896 368032 
teria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricke 

spotted fever group. 

Bacteria_16S 3686221 3686173 12 61 gi| 219846447 |ref|NR_026038.1 
train Co23 16S ribosomal RNA, partial sequence 3684807 368631 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 

3695317 3695253 25 89 gi|219846441|ref|NR_026032.1 


eurellaceae. 


ref 


Vibrio. 
ref 


aceae; 


ttsiaceae; 


NR_025992.1 
67 Vibrio scophthalmi Bacteria; 


NR_025967.1 
84 Rickettsia honei Bacteria; 
Rickettsieae; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Shewanella 

5 Shewanella 

wanellaceae; 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 
Dehalobacter 

8 Dehalobacter 

obacter. 

Pantoea ananatis 


Shewanella. 


66 Pantoea ananatis Bacteria; 


ea. 
Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Vibrio scophthalmi 


Rickettsia honei 


Rickettsia; spotted 


28220 Bacteria_16S 3795466 3795402 25 89 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

28220 Bacteria_16S 3826004 3825940 25 89 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 

28220 Bacteria_16S 3847097 3847033 25 89 gi|219846331|ref|NR_025921.1| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

28220 Bacteria_16S 3848587 3848523 25 89 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 

28220 Bacteria_16S 3850077 3850013 25 89 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 


strain Mtul 16S r 


fever group. 
28220 
strain SS-1 16S r 
Proteobacteria; B 
28220 
strain F9251 16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
ke 


3854631 3854567 25 89 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Lept 
3894554 3894490 25 89 gi 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


28220 
strain B9 16S rib 


Bacteria_16S 


3899213 3899149 25 
osomal RNA, partial sequence 


89 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


28220 
oryzihabitans str 


Bacteria_16S 


3848728 38501 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


219846326 
3853246 38547 


219846299 
3893217 38946 


219846296 
3897893 38992 


ttsiaceae; 
ref 


othrix. 
ref 


Bartonella. 
ref 


llaceae; 


dobacteraceae; 


3906785 3906721 25 
ain L-1 16S ribosomal RNA, 


89 gi 
complete sequ 


219846291 


ref 
ence 


NR_025916.1 
30 Leptothrix discophora Bacteria; 


NR_025889.1 
82 Bartonella elizabethae Bacteria; 


NR_025886.1 
99 Ahrensia kielensis Bacteria; 
Ahrensia. 
NR_025881.1 
3905392 3906918 Pseudomonas 


67 Rickettsia massiliae Bacteria; 
Rickettsieae; 


Rickettsia; spotted 


Leptothrix discophora 


Bartonella elizabethae 


Ahrensia kielensis 


Pseudomonas 


oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


28220 Bacteria_16S 3935591 3935527 25 89 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

28220 Bacteria_16S 3941386 3941322 25 89 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

28220 Bacteria_16S 3945771 3945707 25 89 gi|219846262|ref|NR_025852.1| Acidocella facilis 
strain PW2 16S ribosomal RNA, partial sequence 3944448 3945854 Acidocella facilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

28220 Bacteria_16S 3950153 3950089 25 89 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
strain 101 16S ribosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

28220 Bacteria_16S 3962195 3962131 25 89 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 

28220 Bacteria_16S 3965212 3965148 25 89 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 


Proteobacteria; 
28220 
strain NCIMB 1176 
Bacteria; 
28220 
strain IAM 12670 
Proteobacteria; 

28220 
strain CL-SP19 16 
Proteobacteria; 


B 
Bacteria_16S 


Proteob 
Bacteria_16S 


B 
Bacteria_16S 


G 


28220 


strain SW-2 16S r 
Bacteroidetes; 


28220 


strain 848 16S ri 
Proteobacteria; 


28220 


strain SW-154 16S 
Proteobacteria; 


28220 


daepoensis strain 
daepoensis Bacter 


Bacteria_16S 


Sp 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


Marinobacter. 
28220 
strain SW-117 16S 


Bacteria_16S 


4030689 4030625 25 


ribosomal RNA, partial sequence 


SW-156 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteri 


nce 
a; 


4018632 402012 
Alteromonad 


ales; Altero 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 

3969685 3969621 25 89 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
2 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
acteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 

3974054 3973990 25 89 gi|219846243|ref|NR_025833.1| Duganella zoogloeoides 
16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

3984114 3984050 25 89 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

4007896 4007831 25 89 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
ibosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

4009457 4009393 25 89 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
bosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

4018470 4018406 25 89 gi|219846211|ref|NR_025801.1]| Kangiella aquimarina 

ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
ammaproteobacteria; Kangiella. 

4020011 4019947 25 89 gi|219846210|ref|NR_025800.1| Marinobacter 


7 Marinobacter 
monadaceae; 


89 gi 


219846203 


4029306 40308 


ref|NR_025793.1| Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

28220 Bacteria_16S 4038343 4038279 25 89 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

28220 Bacteria_16S 4053325 4053261 25 89 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

28220 Bacteria_16S 4060840 4060776 25 89 gi|219846180|ref|NR_025770.1]| Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
28220 Bacteria_16S 4071483 4071435 12 61 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PV1l 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

28220 Bacteria_16S 4080615 4080550 25 89 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

28220 Bacteria_16S 4097198 4097133 25 89 gi| 219846155 |ref|NR_025745.1| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

28220 Bacteria_16S 4098684 4098619 25 89 gi|219846154|ref|NR_025744.1]| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
28220 Bacteria_16S 4100140 4100075 25 89 gi|219846153|ref|NR_025743.1]| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

28220 Bacteria_16S 4109179 4109115 25 89 gi|219846146|ref|NR_025736.1| Bartonella chomelii 


strain A828 16S r 


ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


4107869 4109243 Bartonella chomelii Bacteria; 


28220 
syrphidicola stra 
syrphidicola Bacteria; 
28220 Bacteria_16S 


Bacteria_16S 


strain M55 16S ribosomal 
icutes; 


Tenericutes; Moll 
28220 
chrysopicola stra 
chrysopicola Bacteria; 
28220 Bacteria_16S 
strain KMM 3809 1 
Proteobacteria; 
28220 Bacteria_16S 
strain LMG 5911 1 
Proteobacteria; 
28220 Bacteria_16S 
insolitus strain 
insolitus Bacteria; 
28220 Bacteria_16S 
strain KMM 3823 1 
Proteobacteria; 
28220 Bacteria_16S 
thermodepolymeran 
thermodepolymeran 
Schlegelella. 
28220 Bacteria_16S 
strain LMG 5906 1 
Proteobacteria; 
28220 


Bacteria_16S 


Bacteria_16S 


in EA-1 


in DF-1 
6S ribo 
Gammapro 


6S ribo 
Betaproteobacteria; 


LMG 600 
Prot 


6S ribo 
Gammapro 


s strai 


s Bacte 


6S ribo 
Betaproteobacteria; 


4139687 4139622 25 


4149080 4149015 25 


4158325 4158260 25 


4170531 4170467 25 


4176707 4176643 25 


4178192 4178128 25 


4179763 4179699 25 


4190437 4190373 25 
ria; 


4195034 4194970 25 


4196514 4196450 25 


16S ribosomal RNA, partial seque 
Tenericutes; Mollicutes; 


RNA, partial sequence 
Entomoplasmatales; 


16S ribosomal RNA, partial seque 


Tenericutes; Mollicutes; 


teobacteria; Alteromonadales; Alt 


teobacteria; Alteromonadales; 


n K14 16S ribosomal RNA, partia 
Proteobacteria; 


somal RNA, partial sequence 4175338 41767 
Burkholderiales; Al 


3 16S ribosomal RNA, partial sequence 
eobacteria; Betaproteobacteria; 


somal RNA, partial sequence 4178357 41798 


89 gi|219846121|ref|NR_025711.1 

nce 4138305 413982 

Entomoplasmatales; Spiroplasmatac 

89 gi|219846115|ref|NR_025705.1 
4147699 41492 

Spiroplasmataceae; Spiroplasma. 

89 gi|219846109|ref|NR_025699.1 

nce 4156944 415845 

Entomoplasmatales; Spiroplasmatac 

89 gi|219846100|ref|NR_025690.1 
somal RNA, partial sequence 4169129 41706 

eromonadaceae; Marinobac 

89 gi|219846096|ref|NR_025686.1 


83 Achromobacter 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Marinobacter excellens 


64 Marinobacter excellens Bacteria; 


ter. 
Achromobacter spanius 
spanius Bacteria; 


caligenaceae; Achromobacter. 
89 gi|219846095|ref|NR_025685.1| Achromobacter 
4176834 4178306 Achromobacter 
Burkholderiales; Alcaligenaceae; Achromobacter. 
89 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 
Shewanellaceae; Shewanella. 
89 gi|219846083|ref|NR_025673.1| Schlegelella 
1 sequence 4189049 4190565 Schlegelella 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
89 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 


89 


somal RNA, partial sequence 4193672 41950 
Burkholderiales; Al 


ca 


gi|219846078 


ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 


ganghwensis Bacteria; 
28220 Bacteria_16S 
thermautotrophica 
thermautotrophica 
Sedis; Carboxydocella. 
28220 Bacteria_16S 


translucida strain KMM 520 16S ribosomal RNA, partial s 
Gammaproteobacter 


translucida Bacteria; 
Pseudoalteromonas. 
28220 Bacteria_16S 
paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas 
28220 Bacteria_16S 
lactatifermentans 
lactatifermentans 
28220 


Bacteria_16S 


teria; 


Proteobacteria; 
4208492 4208444 12 


Firmicutes; 
4214591 4214527 25 
Proteobacteria; 
4216146 4216082 25 

Proteobacteria; 
4220733 4220669 25 


Firmicutes; 
4223729 4223665 25 


Gammaproteobacter 


61 


strain 41 16S ribosomal RNA, partial 
Bacteria; 


Clostridia; 


89 


89 


ain KMM 3548 16S ribosomal RNA, partia 
Gammaproteobacter 


89 


strain G17 16S ribosomal RNA, partial 
Bacteria; 


Clostridia; 
89 


strain 34633 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


28220 Bacteria_16S 


4237319 4237254 25 


89 


strain BA160 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
28220 Bacteria_16S 
hispanicum strain 
Bacteria; Proteob 
28220 Bacteria_16S 
aquaticum strain 
Bacteria; Proteob 
28220 Bacteria_16S 
strain U 5/41 16S 
Proteobacteria; 
28220 Bacteria_16S 


Sphingobacteria; 


4240341 4240277 25 


4241800 4241736 25 


4246331 4246267 25 


34786 34723 31 


Sphingobacteriales; Cyc 


89 


GP34 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


89 


GR16 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


89 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


94 


ia; 
219846070 

sequence 

st 


gi 
Clo 


219846065 
equence 
ia; 


gi 


219846064 
1 


gi 


219846061 
sequence 
Clostridiales 
gi| 219846056 
4222451 42238 
rhizobiace 
gi|219846044 
4235935 42373 
lobacteria 
219846042 
e 42390 


gi 


gi 


le 
219846041 
42404 


gi 


le 
gi|219722938 
4244934 42463 
Enterobac 
265679041 


gi 


ligenace 


Oceano 


ridiales; 


Altero 


sequence 
ia; Alte 


s; Methy 


s; Methy 


ae; 
ref 


rs 


ref 
4 


ref 
4 


ref 
4 


ref 
4 


a 
ref 


ae; 
ref 
ref 


114 


ref 
69 4 


ref 


ref 


spir 


‘oak 


monadales; 


romon 


cl 


lobacteriaceae; 


lobacteriaceae; 


Kerstersia. 
NR_025668.1 
195136 419657 
illales; Hah 
NR_025660.1 
207086 420854 
ostridiales 


NR_025655.1 
213214 421471 


NR_025654.1 
214764 421626 
adales; Pse 


NR_025651.1 
219342 422083 
ostridiaceae 
NR_025646.1 


Afipia. 
NR_025634.1 
Aquiflexum 
NR_025632.1 
240418 Methyl 


NR_025631.1 
241874 Methyl 


NR_024570.1 


aceae; Esche 
NR_029349.1 


strain 961*00022/ 
Actinobacteria; 
28220 
brennaborense str 
brennaborense Bac 
28220 


Coriobacteridae; 
Bacteria_16S 


Bacteria_16S 


98 16S ribosomal RNA, partial sequence 
Coriobacteriales; Coriob 
36190 36126 25 89 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; §S 
1098495 1098431 25 88 gi 


pi 


265679040 
equence 


33436 
acterine 


rochaetaceae; 
265678311 


scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


ae; 
ref 


ref 


34786 
Coriobacter 


34837 36333 
Treponema 


Atopob 


NR_029348.1 


NR_028613.1 


i 


85 Kerstersia gyiorum Bacteria; 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Pseudoalteromonas 
3 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


Clostridium 
8 Clostridium 
Clostridium. 
Afipia massiliensis 


v 


25 Afipia massiliensis Bacteria; 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 
ceae; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Escherichia coli 


83 Escherichia coli Bacteria; 
teri 


richia. 

Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Treponema 

Treponema 


Streptomyces 


1097121 1098599 Streptomyces 


Streptomycineae; 


28220 Bacteria_16S 1511667 1511604 26 89 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

28220 Bacteria_16S 1970534 1970473 28 89 gi|219878215|ref|NR_025354.1] Azospirillum 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 

28220 Bacteria_16S 2634759 2634686 15 89 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

28220 Bacteria_16S 2663476 2663417 26 85 gi|219857215|ref|NR_024843.1| Methylopila capsulata 


strain IM1 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
Bacteria_16S 
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Firmicutes; 
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ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
3249331 3249268 31 94 
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cl 
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6S ribosomal RNA, partial sequence 3279583 32810 


e; Methylopila. 
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45 Lactobacillus 
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75 Methylopila capsulata Bacteria; 


Lactobacillus kunkeei 
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Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

28220 Bacteria_16S 3282466 3282388 15 94 gi|219846733|ref|NR_026325.1| Acetobacterium 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 
carbinolicum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

28220 Bacteria_16S 3283990 3283912 15 94 gi|219846732|ref|NR_026324.1| Acetobacterium 
wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

28220 Bacteria_16S 3285515 3285437 15 94 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

28220 Bacteria_16S 3363356 3363282 15 89 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

28220 Bacteria_16S 3932779 3932716 26 89 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

28220 Bacteria_16S 4095794 4095736 31 89 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

28220 Bacteria_16S 4136555 4136491 25 88 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
28220 Bacteria_16S 4145950 4145886 25 88 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
28220 Bacteria_16S 4153629 4153565 25 88 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
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pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
799590 799517 15 89 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
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28220 Bacteria_16S 1798597 1798533 25 89 gi| 219878337 |ref|NR_025476.1| Vibrio neptunius 
strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

28220 Bacteria_16S 1981270 1981199 25 94 gi| 219878208 |ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

28220 Bacteria_16S 2103652 2103575 11 89 gi|219878118|ref|NR_025257.1| Desulfonauticus 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
28220 Bacteria_16S 2191505 2191432 15 89 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

28220 Bacteria_16S 2192994 2192930 25 89 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
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strain HM-7 16S r 
Firmicutes; 


28220 


strain CCUG 47334 
Bacteria; 


28220 


burkinensis strai 
burkinensis Bacte 


28220 


Clost 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 
ria; 
Bacteria_16S 


ridia; 


Clostridiales; 
1614644 1614575 25 


Clostridia; 
2050156 2050111 15 


Firmicutes; Clostridia; 
2105182 2105113 25 


ibosomal RNA, partial sequence 
Clostridiales Family XIII. 


16S ribosomal RNA, partial sequence 
Clostridiales; 


n DSM 6283 16S ribosomal RNA, partial 


1463419 14648 


73 Mogibacterium 
Incertae Sedis; 


Mogibacterium 


acterium neglectum 
rtae Sedis; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 


sibiricum strain 
Bacteria; 
28220 
subsp. pectinolyt 


salmonicida subsp. 


Clostridia; Clostridiales; 
2457162 2457101 25 
ica strain 34mel 16S ribosomal RNA, pa 
pectinolytica Bacteria; Proteobacter 


Z-7981 16S ribosomal RNA, partial sequence 21038 
Firmicutes; 
Bacteria_16S 

rt 
ia; 


Gammap 


ial sequence 


94 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
1613259 1614770 Helcococcus sueciensis 

Clostridiales Family XI. Incertae Sedis; Helcococcus. 

61 gi|219878159|ref|NR_025298.1| Anaeroarcus 
sequence 2048758 2050263 Anaeroarcus 
Clostridiales; Veillonellaceae; Anaeroarcus. 
94 gi|219878117|ref|NR_025256.1| Anoxynatronum 
27 2105235 Anoxynatronum sibiricum 

Clostridiaceae; Anoxynatronum. 

86 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 


24557 
roteobacteria; 


83 2457213 Aeromonas 
Aeromonadales; 


Aeromonadaceae; 


28220 


acidaminophilum strain DSM 3953 16S ribosomal RNA, part 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clost 


28220 


acidaminophila strain DSM 3853 16S ribosomal RNA, parti 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 


28220 


strain ATCC 70069 
Firmicutes; 


28220 


strain BS 16S rib 
Firmicutes; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clost 
Bacteria_16S 


Clost 
Bacteria_16S 


ridia; 


strain ORS 992 16 


Aeromonas. 


2565578 2565510 25 


2567166 2567121 15 


2847047 2846978 25 


Clostridiales; 
2976844 2976775 25 


Clostridiales; 
3076811 3076747 25 


94 


61 


94 


7 16S ribosomal RNA, partial sequence 
Clostridiales Fami 


94 


osomal RNA, partial sequence 


ridia: Clostridiaceae; 


89 


219857291 
ia 
ridiales; 
219857290 
al sequenc 


gi 


gi 


219856893 

28456 
ly XIII. 
gi| 219846939 
2975480 29769 
Clostridiu 
gi|219846871 
3075492 30769 


gi 


1 sequence 2564201 25657 


ref |NR_024922.1 
0 
Eubacteriaceae; 
ref|NR_024921.1 


e 2565759 256728 


ref|NR_024712.1 
66 2847142 Mogib 
Incertae Sedis; 
ref |NR_026531.1 


m. 
ref|NR_026463.1 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Mogibacterium vescum 


acterium vescum Bacteria; 


Mogibacterium. 
Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Rhizobium undicola 


S ribosomal RNA, partial sequence 


24 Rhizobium undicola Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
28220 Bacteria_16S 3220527 3220457 25 94 gi|219846774|ref|NR_026366.1| Coprothermobacter 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprothermobacter platensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Coprothermobacter. 

28220 Bacteria_16S 3225072 3225002 25 94 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

28220 Bacteria_16S 3229559 3229490 25 94 gi|219846768|ref|NR_026360.1| Anaerococcus octavius 


strain NCTC 9810 
Firmicutes; Clost 
28220 
strain DSM 10020 
Firmicutes; Clost 
28220 
strain DSM 9580 1 
Actinobacteria; A 
28220 
strain NCTC 10951 
Actinobacteria; A 
28220 
strain CIP 103259 
Actinobacteria; A 
28220 
strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 

28220 
atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ridia; Clostridiales; Clostridiales Fami 
3232543 3232474 25 94 gi 


ridia; Clostridiales; Clostridiales Fami 
3352427 3352357 25 94 gi 


ctinobacteridae; Actinomycetales; Microc 
3413380 3413310 25 94 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Actino 
3414841 3414771 25 94 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Acti 
3416309 3416240 25 94 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


no: 


al 


3428192 3428128 25 89 gi 
IAM 12927 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria; 


28220 


Bacteria_16S 


3479413 3479343 25 94 gi 


16S ribosomal RNA, partial sequence 3228194 32296 


219846766 
16S ribosomal RNA, partial sequence 3231181 32326 


219846683 
6S ribosomal RNA, partial sequence 3351066 33525 
219846636 


219846635 


219846634 


219846626 


219846590 


ly XI. I 


ly XI. I 


occineae 


34120 
mycineae 


34134 
mycineae 


34149 


es; Micr 


uence 
Alteromo 


00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 
ref|NR_026358.1| Peptoniphilus harei 

56 Peptoniphilus harei Bacteria; 

ncertae Sedis; Peptoniphilus. 
ref|NR_026275.1| Agrococcus jenensis 

38 Agrococcus jenensis Bacteria; 

; Microbacteriaceae; Agrococcus. 
ref|NR_026228.1| Actinomyces viscosus 
06 3413422 Actinomyces viscosus Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026227.1| Actinomyces israelii 
73 3414913 Actinomyces israelii Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026226.1| Cellulomonas humilata 
64 3416365 Cellulomonas humilata 
ococcineae; Cellulomonadaceae; 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


ref|NR_026182.1| Actinomyces georgiae 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 3479443 Actinomyces georgiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


28220 Bacteria_16S 3483801 3483732 25 94 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28220 Bacteria_16S 3524797 3524735 33 94 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

28220 Bacteria_16S 3572227 3572157 25 94 gi|219846528|ref|NR_026120.1| Turicella otitidis 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 3572303 Turicella otitidis Bacteria; 
Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

28220 Bacteria_16S 3585856 3585808 12 61 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

28220 Bacteria_16S 3678715 3678642 16 89 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

28220 Bacteria_16S 3687727 3687654 15 88 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 
strain GIH 16S ribosomal RNA, partial sequence 3686364 3687830 Mycoplasma yeatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

28220 Bacteria_16S 3689244 3689171 15 88 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 
strain VIS 16S ribosomal RNA, partial sequence 3687881 3689347 Mycoplasma cottewii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

28220 Bacteria_16S 3775824 3775751 15 88 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

28220 Bacteria_16S 3804541 3804477 25 89 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
strain 18323 16S ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

28220 Bacteria_16S 3807569 3807505 25 89 gi|219846358|ref|NR_025949.1| Bordetella 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
28220 Bacteria_16S 4004987 4004942 15 61 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

28220 Bacteria_16S 4072925 4072856 25 94 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

28220 Bacteria_16S 4119784 411971115 88 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

28220 Bacteria_16S 4184345 4184276 25 94 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

28220 Bacteria_16S 4225273 4225201 16 89 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

28220 Bacteria_16S 11737 11689 12 61 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

28220 Bacteria_16S 22521 22473 12 61 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

28220 Bacteria_16S 28583 28518 25 89 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

28220 Bacteria_16S 37673 37609 25 89 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

28220 Bacteria_16S 45185 45125 29 89 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

28220 Bacteria_16S 51306 51258 12 61 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
28220 Bacteria_16S 71039 70995 16 61 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

28220 Bacteria_16S 95077 95013 25 89 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 


Firmicutes; Lactobacil 


lales; Lactobacillaceae; 


Lactobacillus. 


28220 Bacteria_ 
strain BAL-1 16S 


Chrysiogenetes; C 


28220 Bacteria_ 


strain FF3 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


28220 Bacteria_ 
strain KB740 16S 
Proteobacteria; 

28220 Bacteria_ 
sanfranciscensis 
sanfranciscensis 
28220 


Methylococcus. 
28220 
Firmicutes; 
28220 
strain DSM 20475 


Firmicutes; 
28220 


Rhodobacter. 
28220 


28220 


28220 


Amaricoccus. 


28220 Bacteria_16S 
lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 

28220 


burtonensis strai 
burtonensis Bacte 


28220 
proteoclasticum s 


proteoclasticum B 


28220 


B 


Bacteria_16S 
thermophilus stra 
thermophilus Bact 


Bacteria_16S 
1787 16S ribosoma 
Clost 
Bacteria_16S 


Clost 
Bacteria_16S 
sphaeroides strai 
sphaeroides Bacte 


Bacteria_16S 
strain Benl02 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 
strain Ben104 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 
kaplicensis strai 
kaplicensis Bacte 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
actinomycetemcomi 


16S 131780 131732 12 
ribosomal RNA, 


61 
complete sequence 


gi 


16S 146939 146875 25 89 


bosomal RNA, partial sequence 


gi 


16S 157682 157618 25 89 
ribosomal RNA, partial sequence 


gi 


16S 165299 165235 25 89 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
180450 180386 25 89 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


185048 184984 25 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
225075 225031 16 61 gi 


89 gi 


ridia; Clostridiales; Peptococcaceae; 
234047 233983 25 89 gi 


ria; Proteobacteria; Alphaproteobacter 


251139 251075 25 89 
ribosomal RNA, partial sequence 


gi 


252621 252557 25 89 
ribosomal RNA, partial sequence 


gi 


254096 254032 25 89 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


260074 260010 25 89 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


264582 264517 25 89 gi 
n ACAM 188 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 
272073 272009 25 89 gi 
train B316 16S ribosomal RNA, complete 
acteria; Firmicutes; Clostridia; Clost 
293420 293356 25 89 gi 
tans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; 


P 


asteurellaceae; Aggregatibacter. 


130392 13190 
hrysiogenales; Chrysiogenaceae; Chrysi 


145646 14699 


156293 15781 
etaproteobacteria; Rhodocyclales; Rhod 


183663 185179 Clost 


16S ribosomal RNA, partial sequence 223682 22507 


n 2.4.1 16S ribosomal RNA, partial seq 


249819 25124 


251300 25272 


265678975 


ogenes. 
265678965 


hodobacter 
265678958 


ocyclaceae 
265678953 
sequence 
Lactobaci 
265678943 
al sequenc 
ria; Methy 


265678940 


Clostridiu 
265678913 


Peptococcu 
265678907 
uence 

ia; Rhodob 


265678895 


hodobacter 
265678894 


hodobacter 
265678893 
quence 

ia; Rhodob 


265678889 
tial seque 
acteria; R 


265678884 
sequence 

vobacteria 
265678879 
sequence 
ridiales; 

265678865 
RNA, part 


ref|NR_029283.1| Chrysiogenes arsenatis 
2 Chrysiogenes arsenatis Bacteria; 
ref|NR_029273.1| Marinovum algicola 
3  Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029266.1| Azoarcus evansii 
8 Azoarcus evansii Bacteria; 
; Azoarcus. 
ref|NR_029261.1| Lactobacillus 

163866 165437 Lactobacillus 
llaceae; Lactobacillus. 
ref|NR_029251.1] Methylococcus 
e 179074 180523 Methylococcus 
lococcales; Methylococcaceae; 
ref|NR_029248.1| Clostridium nexile DSM 
ridium nexile DSM 1787 Bacteria; 
m. 
ref|NR_029221.1| Peptococcus niger 
4 Peptococcus niger Bacteria; 
Ss. 
ref|NR_029215.1] Rhodobacter 

232719 234184 Rhodobacter 
acterales; Rhodobacteraceae; 
ref|NR_029203.1| Amaricoccus veronensis 
9 Amaricoccus veronensis Bacteria; 
aceae; Amaricoccus. 
ref|NR_029202.1| Amaricoccus macauensis 
6 Amaricoccus macauensis Bacteria; 
aceae; Amaricoccus. 
ref|NR_029201.1| Amaricoccus 

252777 254201 Amaricoccus 
acterales; Rhodobacteraceae; 
ref|NR_029197.1| Ruegeria 
nce 258782 260120 Ruegeria 
hodobacterales; Rhodobacteraceae; 
ref|NR_029190.1| Psychroserpens 

263191 264674 Psychroserpens 
les; Flavobacteriaceae; Psychroserpens. 
ref|NR_029185.1| Clostridium 

270671 272189 Clostridium 
Lachnospiraceae; Butyrivibrio. 
ref|NR_029171.1| Aggregatibacter 
ial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


28220 Bacteria_16S 303905 303841 25 89 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

28220 Bacteria_16S 351229 351165 25 89 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

28220 Bacteria_16S 352685 352621 25 89 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

28220 Bacteria_16S 354146 354082 25 89 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

28220 Bacteria_16S 355605 355541 25 89 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

28220 Bacteria_16S 358488 358424 25 89 gi|265678816|ref|NR_029121.1| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

28220 Bacteria_16S 366022 365958 25 89 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 


Proteobacteria; Alphaproteobacteria; 


Rhodobacterales; 


Rhodobacteraceae; 


Salipiger 


28220 Bacteria_16S 371995 371931 25 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Pseudovibrio. 


28220 Bacteria_16S 379583 379519 25 


strain HTCC2597 16S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


28220 Bacteria_16S 382639 382575 25 


89 gi 


89 gi 


89 gi 


lavamentivorans strain DS-1 16S ribosomal RNA, partial 


lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Parvibaculum. 
28220 Bacteria_16S 
strain PL7HG1 16S 


384153 384089 25 


28220 Bacteria_16S 
strain AIP 354.02 
Firmicutes; 
28220 Bacteria_16S 
populi BJ001 16S 
Bacteria; 
28220 Bacteria_16S 
F89 16S ribosomal 
Flavobacteria; 
28220 Bacteria_16S 


394957 394893 25 


416672 416608 25 


425866 425801 25 
RNA, partial sequence 
Flavobacteriales; 
444398 444333 25 


atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 
Flavobacteria; 


atlanticus Bacteria; 
28220 Bacteria_16S 


Bacteroidetes; 
504183 504119 25 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


Flavobacteriaceae; 


89 gi 


38 


89 gi 


16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


89 gi 


41 


89 gi 


424476 425990 Formosa algae Bacteria; 
Formosa. 


89 gi 


89 gi 


vestfoldensis strain R-9477 16S ribosomal RNA, partial 


vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 


28220 Bacteria_16S 537680 537615 25 


strain CR 16S ribosomal RNA, partial sequence 


89 gi 


53 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nau 
Bacteria_16S 


28220 
strain CIP 105566 
Proteobacteria; 
28220 


Gammaproteobacteria; 
Bacteria_16S 
helgolandensis strain Hel 10 16S ribosomal RNA, partial 
helgolandensis Bacteria; Proteobacteria; Alphaproteobac 


546839 546779 
16S ribosomal RNA, 


29 89 gi 
partial sequence 
Enterobacteriales; 


572777 572713 25 89 gi 


265678807 


265678802 


265678800 
sequence 


265678799 
2807 38428 
265678792 
265678777 


5329 41680 


265678771 


265678759 


Flavobacteriales; 


265678716 
sequence 


265678694 
6318 53780 
tiliaceae; 
265678688 

54547 
Enterobac 
265678671 
sequence 
teria; 


Rhodobacterales; 


hodobacteraceae; 


Rhizobiales; 


rhizobiaceae; 


393626 394999 Oribac 
Oribacterium. 


Rhodobacterales; 


ref|NR_029112.1 
370665 372098 


ref|NR_029107.1 


ref |NR_029105.1 
381306 382756 


ref|NR_029104.1 


ref |NR_029097.1 


ref|NR_029082.1 


ref |NR_029076.1 


Rho 


ref|NR_028999.1 
2 Caminibacter 
Caminibacter. 


Pseudovibrio 
Pseudovibrio 


Rhodobacteraceae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 
Oceanicola. 


Parvibaculum 
Parvibaculum 


Phyllobacteriaceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 
Bradyrhizobium. 


Oribacterium sinus 
terium sinus Bacteria; 


Methylobacterium 


5 Methylobacterium populi BJ001 
les; Methylobacteriaceae; 


Methylobacterium. 
Formosa algae strain 
Bacteroidetes; 


ref |NR_029064.1| Croceibacter 
443005 444493 Croceibacter 
Flavobacteriaceae; Croceibacter. 
ref|NR_029021.1] Loktanella 
502862 504310 Loktanella 


dobacteraceae; 


Caminibacter profundus 


profundus Bacteria; 


Rhodobacterales; 


ref|NR_028993.1| Enterobacter kobei 
5 546925 Enterobacter kobei Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028976.1| Jannaschia 

571472 572837 Jannaschia 
Rhodobacteraceae; 


Jannaschia. 
28220 Bacteria_16S 
mesophilus strain 
Bacteria; 
28220 Bacteria_16S 


602729 602664 25 


Bacteroidetes; Flavobacteria; 
621115 621050 25 


hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


28220 Bacteria_16S 672686 672626 29 


frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; 


frederiksbergensis Bacteria; 
Pseudomonas. 


28220 Bacteria_16S 677292 677227 25 


strain NGA 16S ribosomal RNA, partial sequence 
Synergistales; 


Synergistetes; 
28220 


Synergistia; 
Bacteria_16S 696982 696945 25 


PB90-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


89 gi 


2SM29 16S ribosomal RNA, partial sequence 60134 
Flavobacteriales; 


89 gi 


89 gi 


89 gi 


62 gi 


695588 697067 Opitu 


Opitutae; Opitutales; Opitutaceae; Opitutus. 


28220 Bacteria_16S 707158 707094 25 
strain 111-35 16S 
Firmicutes; 


28220 Bacteria_16S 720958 720894 25 


biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; 


Asticcacaulis. 
28220 Bacteria_16S 745355 
strain LA1 16S ribosomal RNA, 
Bacteroidetes; Flavobacteria; 
28220 Bacteria_16S 765806 765762 16 
jalaludinii strain M9 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; 
28220 Bacteria_16S 784298 784234 25 


745290 25 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


partial sequence 
Flavobacteriales; 


89 gi 


89 gi 


89 gi 


61 gi 


complete sequence 
Clostridiales; Veillonellaceae; 


89 gi 


675861 67745 
Synergistaceae; 


705889 70720 


744001 74541 
Flavobacteriaceae 


265678651 


265678638 


265678601 


265678598 


Anaero 


265678585 


265678578 


Dorea. 
265678568 


Caul 


265678550 


265678536 
76438 


Flavobacteriaceae; 


ref|NR_028956.1 
4 602854 Gelidi 
Geli 
NR_028943.1 
19766 621178 
Nautiliales; Nau 


ref 


a 


ref|NR_028872.1 
719632 721036 
obacterales; Cau 


ref|NR_028854.1 
8 Psychroflexus 
; Psychroflexus. 


265678523 


satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 


Gelidibacter 

bacter mesophilus 
dibacter. 

Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 


ref|NR_028906.1] Pseudomonas 

ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 

ref |NR_028903.1| Anaerobaculum mobile 

6 Anaerobaculum mobile Bacteria; 

baculum. 

ref|NR_028890.1| Opitutus terrae strain 

tus terrae Bacteria; Verrucomicrobia; 
ref|NR_028883.1| Dorea longicatena 


4 Dorea longicatena Bacteria; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Psychroflexus tropicus 
tropicus Bacteria; 


ref|NR_028840.1| Mitsuokella 

5 765927 Mitsuokella jalaludinii 

Mitsuokella. 

ref|NR_028827.1| Shuttleworthia 
782926 784381 Shuttleworthia 


28220 
strain M39 16S ri 
Proteobacteria; G 
28220 
strain 19 16S rib 
Firmicutes; Clost 
28220 
yuanmingense stra 


yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhi 
Bradyrhizobium. 

28220 Bacteria_16S 927773 927729 16 61 gi| 265678427 |ref|NR_028729.1 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfotalea. 

28220 Bacteria_16S 929214 929150 25 89 gi|265678426|ref|NR_028728.1 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseov 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
28220 Bacteria_16S 930697 930633 25 89 gi|265678425|ref|NR_028727.1 
strain DSS-3 16S ribosomal RNA, partial sequence 929371 93083 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 
28220 Bacteria_16S 932273 932209 25 89 gi|265678424|ref|NR_028726.1 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiace 
28220 Bacteria_16S 936982 936938 16 61 gi|265678421|ref|NR_028723.1 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacte 
28220 Bacteria_16S 970927 970879 12 61 gi| 265678397 |ref|NR_028699.1 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

28220 Bacteria_16S 977053 976988 25 89 gi|265678393|ref|NR_028695.1 
strain SS-2 16S ribosomal RNA, partial sequence 975693 97713 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
28220 Bacteria_16S 992468 992404 25 89 gi| 265678383 |ref|NR_028685.1 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citro 
28220 Bacteria_16S 1125876 1125811 25 89 gi|224581403|ref|NR_027184.1 


strain QSSC1-22 1 
Bacteroidetes; Fl 
28220 
phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 

28220 
acetiphilus DSM 1 
12809 Bacteria; D 
28220 
paucivorans strai 
Bacteria; Firmicu 
28220 
halotolerans stra 
halotolerans Bact 
28220 
506 16S ribosomal 
Alphaproteobacter 
28220 
Och 149 16S ribos 
Proteobacteria; A 
28220 
antarcticus strai 
Bacteria; Proteob 
28220 
strain ATCC 29176 
29176 Bacteria; F 
28220 
strain E58 16S ri 


28220 
strain HTCC2516 1 
Bacteria; Proteob 
28220 
HEL-45 16S riboso 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


788838 788772 25 89 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
846945 846881 25 89 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
871163 871099 25 89 gi 
in BO71 16S ribosomal RNA, partial seq 


gi 


avobacteria; Flavobacteriales; Cryomor 
1143944 1143880 25 89 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1196969 1196925 16 61 gi 
2809 16S ribosomal RNA, partial sequen 
eferribacteres; Deferribacterales; Def 
1237763 1237699 25 89 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1287291 1287243 12 61 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1306927 1306863 25 89 gi 
RNA, complete sequence 
ia; Rhizobiales; 
1352811 1352747 25 
omal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1363279 1363215 25 89 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1364773 1364709 25 89 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1367788 1367751 25 62 gi 
bosomal RNA, complete sequence 


Xanthobacteraceae; 
89 


st 
gi 


1370881 1370817 25 89 


gi 


acteria; Alphaproteobacteria; Rhodobac 


uence 


phace 
quenc 


ria; 


ce 


coccu 


arkey 


nce 


teral 


Rumin 


1366379 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
Bacteria_16S 
6S ribosomal RNA, partial sequence 1369567 


teral 


1379991 1379927 25 89 gi 
mal RNA, partial sequence 


265678520 
787469 78896 
ciricketts 
265678482 
845553 84708 
Clostridium. 
265678465 


6S ribosomal RNA, partial sequence 1124514 11259 


ae; 


253680761 


e 


Rhodo 


228715574 
11955 
erribacter 
219878251 
ence 12363 
spiraceae; 
219846053 
sequence 


Ss. 


219846269 
1305606 1307012 Starkeya 


a. 


228720499 
1351515 1352883 Roseo 
hodobacter 
228719132 
13619 


es; 


228719063 
13634 
ococc 
228718799 
13679 


228718299 
13709 


es; 


228717469 
1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 


ref|NR_028824.1 


iace 
ref 


ae; Methylop 
NR_028785.1 


ref |NR_028768.1 
869838 871263 


Cryomorpha. 
ref|NR_028009.1 
1142608 114408 


bacterales; Rhod 


ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref |NR_025643.1 

1285891 128739 
ref|NR_025859.1 
novella Bact 


ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
Rhodobacteraceae; 
ref |NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027572.1 


Rhodobacteraceae; 


Methylophaga alcalica 


2 Methylophaga alcalica Bacteria; 


haga. 
Clostridium scindens 


1 Clostridium scindens Bacteria; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Roseovarius 
arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 
Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 

Parasporobacterium 
orobacterium paucivorans 
ium. 

Jeotgalicoccus 
6 Jeotgalicoccus 


Starkeya novella DSM 
eria; Proteobacteria; 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Chlamydophila pecorum 
pecorum E58 Bacteria; 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 


ref|NR_027563.1 


Oceanibulbus indolifex 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanibulbus. 


28220 
strain L1-82 16S 
Bacteria; 
28220 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


1384486 1384422 25 89 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 

Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

1397918 1397854 25 89 gi|228715764|ref|NR_027539.1| Methylobacterium 


nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 


nodulans ORS 2060 


Bacteria; Proteobacteria; Alphaproteobacteria; 


1396599 1398033 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 


Methylobacterium. 
28220 Bacteria_16S 1409904 1409840 25 89 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 


Firmicutes; Clost 
28220 
strain B4P 16S ri 
Proteobacteria; B 
28220 
strain S2 16S rib 
Proteobacteria; B 
28220 
stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 
28220 
strain U120 16S r 
Proteobacteria; B 
28220 
strain DhA-35 16S 
Proteobacteria; B 
28220 
Firmicutes; Clost 
28220 
strain PC18 16S r 
Firmicutes; Clost 
28220 
strain ATCC 35185 
Bacteria; Firmicu 
28220 
citratiphilum str 
Bacteria; Proteob 
28220 
strain LB37 16S r 
Fusobacteria; Fus 
28220 
papyrosolvens DSM 
2782 Bacteria; Fi 
28220 
antarcticus strai 
antarcticus Bacte 
Roseisalinus. 
28220 
fryxellensis stra 
fryxellensis Bact 
Loktanella. 

28220 
strain 16351 16S 
Firmicutes; Clost 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


51271 16S ribosomal RNA, 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1499639 1499575 25 89 

complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1519009 1518945 25 89 gi 
ibosomal RNA, partial sequence 


gi 


c 


tes; Clostridia; Clostridiales; Veillone 


1552479 1552415 25 89 gi 


ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptotri 
1577931 1577894 25 62 gi 
2782 16S ribosomal RNA, complete sequen 
rmicutes; Clostridia; Clostridiales; Clo 
1611613 1611549 25 89 gi 
n EL-88 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Alphaproteobacteria 


1613093 1613029 25 89 gi 
in LMG 22007 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteri 


1671029 1670965 25 89 
ribosomal RNA, partial sequence 


gi 


28220 
echinoides strain 
echinoides Bacter 


Bacteria_16S 


cteria; Proteobacteria; Alphaproteobacteria; 


1467942 14694 
Rhodocyclaceae; Zoogloea. 
219846656 
1498269 1499735 Catonella 


llaceae; 


219857243 


1565947 15674 


chia. 


219846510 
ce 15765 
stridiaceae; 
219878469 


nce 


219878468 
sequence 
Rhodobacterales; 


a; 


219878428 
1669639 16711 


Rhodobacterales; 


atonella. 
219857618 
1517647 15191 


; Rhodobacterales; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

1425128 1425064 25 89 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
bosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1439071 1439007 25 89 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
osomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1445202 1445138 25 89 gi|224581424|ref|NR_027205.1| Thalassobacter 
rain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 


Rhodobacteraceae; 


1466308 1466244 25 89 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
ibosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

1469318 1469254 25 89 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


ref|NR_026248.1| Catonella morbi ATCC 
morbi ATCC 51271 Bacteria; 
ref|NR_025207.1| Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


ridia; Clostridiales; Lachnospiraceae; Hespellia. 
1525163 1525119 16 61 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 


Selenomonas. 


ref|NR_024871.1| Aquabacterium 


ain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
acteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 
1567312 1567251 29 89 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 


31 Leptotrichia shahii Bacteria; 

ref|NR_026102.1| Clostridium 

77 1578067 Clostridium papyrosolvens DSM 

Clostridium. 

ref|NR_025608.1| Roseisalinus 
1610323 1611743 Roseisalinus 

Rhodobacteraceae; 


ref|NR_025607.1| Loktanella 
1611794 1613208 Loktanella 
Rhodobacteraceae; 


ref|NR_025567.1| Clostridium bolteae 
36 Clostridium bolteae Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
1704604 1704540 25 89 gi| 219878405 |ref|NR_025544.1| Methylocystis 
IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 


ia; Proteobacteria; Alphaproteobacteria; 


Rhizobiales; 


Methylocystaceae; Methylocystis. 


28220 


Bacteria_16S 


1712143 1712079 25 


89 


strain R-8904 16S ribosomal RNA, partial sequence 


28220 


Bacteria_16S 


1733482 1733418 25 


89 


strain JK 615 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


28220 


Bacteria_16S 


1734982 1734918 25 


89 


gi|219878400 
1710844 17122 


gi| 219878386 
1732113 17335 


gi|219878385 


xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 


xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; 


28220 


Bacteria_16S 


1754839 1754775 25 


89 


gi|219878370 


agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


Butyrivibrio. 


Lachnospiraceae; Ps 


ref|NR_025539.1 


Loktanell 
ref|NR_025525.1 
87 Butyrivibrio 


ref|NR_025524.1 
1733638 173507 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


a. 
Butyrivibrio hungatei 


hungatei Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 


ref|NR_025509.1 
1753455 175495 


Pseudoalteromonas 
9 Pseudoalteromonas 


28220 Bacteria_ 


strain DSM 2875 1 


16S 1882604 1882556 12 61 gil|2 


19878278 


6S ribosomal RNA, partial sequence 1881182 18827 


ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

28220 Bacteria_16S 1921955 1921890 25 89 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 1922061 Chryseobacterium 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

28220 Bacteria_16S 1928089 1928025 25 89 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 


strain L1/68 16S 
Proteobacteria; 


ribosomal RNA, partial sequence 


1926697 19282 
Gammaproteobacteria; Xanthomonadales; Xan 


thomonadaceae; 


10 Ignatzschineria larvae Bacteria; 
Ignatzschineria. 


28220 


Bacteria_16S 


1982843 1982779 25 


89 


gi|219878207 


ref |NR_025346.1 


Chondromyces robustus 


strain Cm al3 16S 
Proteobacteria; 
28220 
lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 
28220 
apiculatus strain 


Deltaproteobacteria; Myxococcales; 
Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 


1984428 1984364 25 89 gi 


ria; Proteobacteria; 


1986012 1985948 25 89 gi 


219878205 
Cm al4 16S ribosomal RNA, partial sequence 


1981436 19829 
Sorangiineae; 
219878206 
n Sy t2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Myxococcales; 


73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025345.1] Chondromyces 
1983024 1984558 Chondromyces 
Sorangiineae; Polyangiaceae; 


ref |NR_025344.1 
1984609 198614 


Chondromyces 
2 Chondromyces 


apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

28220 Bacteria_16S 1987593 1987529 25 89 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 


ferrugineus Bacteria; 


Cystobacteraceae; 
28220 


Proteobacteria; 
28220 
strain 47Lol 16S 
Proteobacteria; 

28220 


Firmicutes; 
28220 


Bacteria_16S 
strain 58Eu 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Betaproteobacteria; Rhodocyclales; Rhodoc 
Bacteria_16S 
strain P-1 16S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 


Proteobacteria; 
Cystobacter. 


2068431 2068367 25 89 gi 


2109639 2109602 25 62 gi 


Deltaproteobacteria; 


219878145 
2067059 20685 


Myxococcales; 


yclaceae 
219873437 
2108290 21097 


Cystobacterineae; 


ref|NR_025284.1| Thauera terpenica 
42 Thauera terpenica Bacteria; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
2069963 2069899 25 89 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 


; Thauera. 
ref|NR_026099.2| Clostridium aldrichii 
71 Clostridium aldrichii Bacteria; 


Clostridiales; Clostridiaceae; Clostridium. 
2153486 2153422 25 89 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 


inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 


Rhodobacterales; 


Rhodobacteraceae; 


28220 


Bacteria_16S 


2211112 2211047 25 


89 


strain CH 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


gi|219857592 
2209746 22112 


ref|NR_025180.1 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


icutes; Mycoplasmataceae; Mycoplasma. 


28220 


Bacteria_16S 


strain 105 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
28220 
strain LRC 5382 1 
Firmicutes; Clost 
28220 
brasilensis strai 
brasilensis Bacte 
28220 
denitrificans str 
denitrificans Bac 


2279798 2279733 25 


89 


gi| 219857547 
2278443 22799 


ref|NR_025135.1 


Mycoplasma phocidae 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
2290371 2290307 25 89 gi 


ridia; Clostridiales; Lachnospiraceae; 
2317532 2317473 31 91 gi 
n PBl 72 16S ribosomal RNA, partial sequ 


L 


219857539 
6S ribosomal RNA, partial sequence 2288984 22904 


219857518 


achnobac 


ence 


08 Mycoplasma phocidae Bacteria; 


ref|NR_025127.1| Lachnobacterium bovis 
36 Lachnobacterium bovis Bacteria; 
terium. 
ref|NR_025106.1 
2316148 231753 


Paenibacillus 
1 Paenibacillus 


28220 


Bacteria_16S 


strain Z-2189 16S 
Firmicutes; 
28220 


Clostridia; 
Bacteria_16S 


strain 383 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
28220 


2481155 2481090 25 


icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


89 


strain H/T1 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


2478295 24797 


gi| 219857396 
2479798 24812 


ria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
2353676 2353612 25 89 gi|219857492|ref|NR_025080.1| Comamonas 
ain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
2467772 2467708 25 89 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 
2479646 2479581 25 89 gi|219857397|ref|NR_024985.1| Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


icutes; Mycoplasmataceae; Mycoplasma. 


28220 


strain DC333 16S 
Tenericutes; Moll 


28220 


strain PG13 16S r 
Tenericutes; Moll 


28220 


strain CH20247 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2482665 2482600 25 


2487207 2487142 25 


2488720 2488655 25 


89 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


89 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


89 


gi| 219857395 
2481316 24827 


gi| 219857392 
2485849 24873 


gi| 219857391 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref 


NR_024979.1| Mycoplasma buccale 


2487368 2488830 Mycoplasma buccale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2490233 2490168 25 89 
strain M432/72 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2491744 2491679 25 89 
strain 1219 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2499205 2499141 25 89 
strain 3CB-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
28220 Bacteria_16S 2500742 2500678 25 89 
strain MF63 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
28220 Bacteria_16S 2559492 2559414 15 94 
strain SR12 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 


28220 Bacteria_16S 2683174 2683137 25 62 


straminisolvens strain CSK1 16S ribosomal RNA, partial 


straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; 

28220 Bacteria_16S 2692061 2691996 25 89 gi| 219857195 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacter 
Salegentibacter. 

28220 Bacteria_16S 2719015 2718951 25 89 gi| 219857176 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequenc 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Bu 
Herbaspirillum. 

28220 Bacteria_16S 2768391 2768326 25 88 gi| 219857139 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequenc 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Act 
Dietziaceae; Dietzia. 

28220 Bacteria_16S 2782063 2781999 25 89 gi| 219857129 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 27821 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichacea 
28220 Bacteria_16S 2791161 2791096 25 89 gi| 219857123 


strain DSM 5069 1 
Bacteria; 
28220 


Thermotogae; 
Bacteria_16S 


Thermotogales; 


2818181 2818117 25 89 


cateniformis strain JCM 10604 16S ribosomal RNA, partial 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Ery 


Coprobacillus. 


Eubacteriaceae; 


6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


28220 


Bacteria_16S 


3005853 3005789 25 


89 


gi| 219857390 
2488881 24903 


gi| 219857389 
2490394 24918 


gi|219857384 
2497830 24993 


Rhodocyclaceae 


gi| 219857382 
2499368 25008 


Rhodocyclaceae 


gi| 219857338 
2558106 25596 


219857201 
sequence 


gi 


Thermotoga. 
gi| 219856912 
sequence 
sipelotric 


gi| 219846920 


Eubacteriu 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 
ref|NR_024977.1| Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 


; Thauera. 

ref|NR_024970.1| Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 

; Azoarcus. 

ref|NR_024926.1| Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 
m. 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref|NR_024823.1| Salegentibacter 

2690706 2692117 Salegentibacter 
iales; Flavobacteriaceae; 


Clostridium 
8 Clostridium 
Clostridium. 


ref|NR_024804.1| Herbaspirillum 
e 2717632 2719105 Herbaspirillum 
rkholderiales; Oxalobacteraceae; 


ref|NR_024767.1| Dietzia 
e 2767023 2768505 Dietzia 
inomycetales; Corynebacterineae; 


ref|NR_024757.1| Thiothrix flexilis 
46 Thiothrix flexilis Bacteria; 

e; Thiothrix. 

ref|NR_024751.1| Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


ref |NR_024733.1| Coprobacillus 
2816799 2818283 Coprobacillus 
hales; Erysipelotrichaceae; 


ref 


NR_026512.1 


Methylosinus sporium 


strain NCIMB 11126 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


30045 
locystaceae; 


29 3005936 Methylosinus sporium Bacteria; 
Methylosinus. 


28220 Bacteria_16S 3028433 3028385 12 61 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
28220 Bacteria_16S 3031459 3031395 25 89 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 


strain I50 16S ribosomal RNA, partial sequence 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


28220 Bacteria_16S 3060469 3060405 25 89 
strain AX39 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
28220 Bacteria_16S 3062010 3061946 25 89 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


mechernichensis Bacteria; 
28220 Bacteria_16S 


Proteobacteria; 


3063482 3063418 25 89 


mediterraneus strain CH-B427 16S ribosomal RNA, partial 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 
28220 Bacteria_16S 3108402 3108338 25 89 
strain N2 16S ribosomal RNA, complete sequence 

Proteobacteria; Alphaproteobacteria; 
28220 Bacteria_16S 3109867 3109803 25 89 
strain N1 16S ribosomal RNA, complete sequence 

Proteobacteria; Alphaproteobacteria; 
28220 Bacteria_16S 
strain DSM 12081 
Proteobacteria; 

28220 


3114433 3114369 25 
16S ribosomal RNA, 
Betaproteobacteria; Rhodocyclales; 
Bacteria_16S 3126554 3126490 25 89 


89 


Rhodobacterales; 


Rhodobacterales; 


complete sequence 


3030089 30315 


77 Clostridium cocleatum Bacteria; 
eae. 


gi|219846882|ref|NR_026474.1| Thauera selenatis 

3059104 3060594 Thauera selenatis Bacteria; 
Rhodocyclaceae; Thauera. 

gi|219846881|ref|NR_026473.1] Thauera 


Rho 

219846880 
sequence 

Rhod 


gi 


gi| 219846850 
3107102 31085 

Rhodobacter 
gi|219846849 
3108566 31099 

Rhodobacter 
219846846 
31130 
Rhodocyclaceae 

gi| 219846838 


gi 


3060645 3062135 Thauera 
docyclales; Rhodocyclaceae; Thauera. 
ref|NR_026472.1| Sulfitobacter 
3062186 3063600 Sulfitobacter 
obacterales; Rhodobacteraceae; 


ref|NR_026442.1| Rhodovulum robiginosum 
15 Rhodovulum robiginosum Bacteria; 
aceae; Rhodovulum. 

ref|NR_026441.1| Rhodovulum iodosum 

80 Rhodovulum iodosum Bacteria; 

aceae; Rhodovulum. 

ref|NR_026438.1| Azoarcus anaerobius 

39 3114569 Azoarcus anaerobius Bacteria; 
; Azoarcus. 


methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 


methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Hyphomicrobium. 


ref |NR_026430.1| Hyphomicrobium 
3125234 3126653 Hyphomicrobium 
Hyphomicrobiaceae; 


28220 


strain A901/1 16S 
Proteobacteria; Alphaproteobacteria; 


28220 


sulfexigens strai 


Bacteria_16S 


Bacteria_16S 


sulfexigens Bacteria; 


Desulfocapsa. 


28220 


pontiacus ChLG-10 
Bacteria; 


28220 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


28220 


strain Ekho Lake- 
Proteobacteria; Alphaproteobacteria; 


28220 


radiophilus strai 


riboso 


n SB164 


3135387 3135323 25 


3136956 3136912 16 


Proteobacteria; 


89 


mal RNA, partial sequence 


61 


Pl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi| 219846832 
3134094 31355 


Rhodobacterales; Rhodobacteraceae; 


gi| 219846831 


Desulf 


ref|NR_026424.1| Paracoccus alkenifer 
01 Paracoccus alkenifer Bacteria; 
Paracoccus. 

NR_026423.1| Desulfocapsa 

135552 3137033 Desulfocapsa 
obacterales; Desulfobulbaceae; 


ref 


w 


Bacteria_16S 3144463 3144399 25 89 gi|219846826|ref|NR_026418.1| Sulfitobacter 
16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 
Bacteria_16S 3162791 3162727 25 89 gi|219846814|ref|NR_026406.1| Antarctobacter 
in EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Bacteria_16S 


Bacteria_16S 


radiophilus Bacteria; 


28220 


Bacteria_16S 


172 16S 


n DSM 2 


proteolyticus strain DSM 20540 16S ribosomal RNA, partial 
proteolyticus Bacteria; 
Bacteria_16S 

australicum strain IFAM ST1306 16S ribosomal RNA, partial 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; 


28220 


28220 


Bacteria_16S 


3164254 3164190 25 


3167347 3167283 25 


3170379 3170315 25 


3264264 3264200 25 


3271834 3271770 25 


Deinococcus-Thermus; 


89 


ribosomal RNA, partial sequence 
Rhodobacterales; Rhodobacter 


89 


0551 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


89 


89 


89 


Deinococci; 


Deinococci; 


strain ATCC 13313 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Bacteria_16S 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudo 
Lachnospiraceae; 


28220 


Bacteria; 
28220 
hydrogenotrophica 
hydrogenotrophica 
28220 


Desulfovibrio. 
28220 
strain Z-7692 16S 
Spirochaetes; 
28220 
strain Z-7591 16S 
Spirochaetes; 


Firmicutes; 
Bacteria_16S 

strain S5a36 16S ribosomal RNA, partial 
Bacteria; 
Bacteria_16S 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 
vietnamensis Bacteria; 


Bacteria_16S 


Spirochaetales; 
Bacteria_16S 


Spirochaetales; 


28220 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


28220 


Bacteria_16S 


Bacteria_16S 


3297731 3297667 25 


Clostridia; 
3299258 3299194 25 


Firmicutes; 
3314434 3314386 12 


Proteobacteria; 


3315957 3315893 25 


3319001 3318937 25 


3379990 3379942 12 


3523307 3523243 25 


Clostridiales; 


89 


89 


Clostridia; 
61 


Deltaproteobacteria; 


89 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


89 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


61 


DSM 5308 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


89 


Spirochaeta. 


Spirochaeta. 


strain DSM 6984 1 
Proteobacteria; B 
28220 
strain DSM 6011 1 


Bacteria_16S 


6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
3526279 3526215 25 
6S ribosomal RNA, partial sequence 3524935 35264 


89 


Firmicutes; 


28220 


strain 106 16S ri 


28220 


stercorarium subsp. 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


Clostridiales; 
3557114 3557050 25 


3582703 3582666 25 


Clostridiaceae; Clostridium. 


28220 


cellobioparum str 
cellobioparum Bac 


28220 


strain 743A 16S r 
Firmicutes; 


28220 


lentocellum strai 
Bacteria; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


teria; 


Clostridia; 


3595071 3595034 25 


Firmicutes; 
3596610 3596546 25 


Clostridiales; 
3598143 3598079 25 


3655718 3655654 25 


Clostridiales; 


Clostridiaceae; 


89 


bosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


62 


thermolacticum strain TX41 16S ribosomal RNA, 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


62 


ain DSM 1351 16S ribosomal RNA, partial 
Clostridia; 


89 


ibosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


89 


n RHM5 16S ribosomal RNA, partial sequence 35967 
Lachnospiraceae; 


89 


Clostridiales; 


219846813 
31629 


gi 
gi|219846810 


Deinococca 
219846808 
sequence 


gi 


219846745 
sequence 


gi 


gi|219846740 


gi| 219846723 


219846722 
sequence 
Clostridiales; 

gi|219846711 


gi 


gi|219846710 


ref|NR_026405.1| Roseovarius tolerans 
61 3164378 Roseovarius tolerans Bacteria; 
aceae; Roseovarius. 

ref|NR_026402.1| Deinococcus 

165996 3167465 Deinococcus 

les; Deinococcaceae; Deinococcus. 
ref|NR_026400.1| Deinococcus 


w 


Deinococcales; 
ref 


Rhizobiales; Hyphomicr 


3169032 317049 
Deinococc 
NR_026337.1 
3262929 326438 


aceae; 


7 Deinococcus 


Deinococcus. 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; 


Pedomicrobium. 


ref |NR_026332.1| Shigella dysenteriae 


3270447 3271933 Shigel 
ref 


Pseudobutyrivib 
ref 


Blautia. 
ref 


Desulfovi 


ref 


Shige 
NR_026315.1 


NR_026314.1 
3297885 329934 
NR_026303.1 
3313036 331453 


NR_026302.1 


lla. 


LO, 


la dysenteriae Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 


Blautia 
2 Blautia 


Desulfovibrio 
8 Desulfovibrio 


brionales; Desulfovibrionaceae; 


Spirochaeta africana 


3314589 3316062 Spirochaeta africana Bacteria; 


gi|219846708 


ref 


NR_026300.1 


Spirochaeta asiatica 


3317638 3319106 Spirochaeta asiatica Bacteria; 


gi| 219846663 


gi|219846561 


Desulfovibrionales; 


ref 


NR_026255.1 
3378593 338009 


NR_026153.1 


Desulfovibrio 


8 Desulfovibrio 
Desulfovibrionaceae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Thauera. 
gi|219846559|ref|NR_026151.1| Clostridium colinum 
07 Clostridium colinum Bacteria; 
Clostridium. 
gi|219846538|ref|NR_026130.1| Zoogloea ramigera 


3555718 35572 
gi|219846521 


219846512 
sequence 


gi 
gi|219846511 
3595254 35967 


gi| 219846509 


Clostridium. 


47 Zoogloea 
; Zoogloea. 
ref|NR_026113.1| Clostridium 

partial sequence 3581316 3582832 
Clostridia; Clostridiales; 


ramigera Bacteria; 


ref|NR_026104.1| Clostridium 
3593717 3595203 Clostridium 


Clostridiaceae; Clostridium. 


ref|NR_026103.1| Clostridium populeti 
42 Clostridium populeti Bacteria; 


ref|NR_026101.1| Clostridium 
93 3598277 Clostridium lentocellum 
Cellulosilyticum. 


gi| 219846468 


tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 


ref|NR_026060.1| Amaricoccus 
3654403 3655826 Amaricoccus 


tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Amaricoccus. 
28220 Bacteria_16S 


arcticus strain 238 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


28220 Bacteria_16S 


strain C8ST5 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; 
28220 Bacteria_16S 
halophilus strain 


Halothiobacillus. 
28220 Bacteria_16S 


fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial 
Clostridia; 


fibrisolvens Bacteria; 
28220 Bacteria_16S 


Flavobacteria; 


3683165 3683101 25 


3702772 3702707 25 


3719242 3719177 25 


3763972 3763908 25 


Firmicutes; 
3815245 3815180 25 


89 


89 


89 


89 


89 


Clostridiales; 


219846449 
36818 


gi 


gi|219846435 
3701387 37028 


Flavobacteriaceae; 
ref 


gi|219846424 


DSM 6132 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


219846390 
sequenc 
Lac 
219846353 


gi 


gi 


salegens strain DSM 5424 16S ribosomal RNA, partial sequence 


salegens Bacteria; 


28220 Bacteria_16S 


Bacteroidetes; 


3851567 3851530 25 


Flavobacteria; 


62 


Flavobacteriales 


gi| 219846328 


cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial seque 


cellulosolvens ATCC 35603 Bacteria; 


Ruminococcaceae. 
28220 Bacteria_16S 


3853079 3853042 25 


Firmicutes; 


62 


Clostridia; 


Clost 


gi| 219846327 


cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 


cellulolyticus Bacteria; 


28220 Bacteria_16S 
strain Td-21 16S 


28220 Bacteria_16S 
strain HAR-13 16S 


28220 Bacteria_16S 


strain OCh 254 16S ribosomal RNA, partial sequence 


ribosomal RNA, 


Firmicutes; 
3856154 3856090 25 


3896145 3896108 25 


3900682 3900618 25 


Clostridia; 


89 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


62 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


89 


Clostridiales; R 


gi|219846325 
3854781 38562 


gi| 219846298 
3894733 38962 


gi|219846295 
3899350 39007 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


28220 Bacteria_16S 
extorquens strain 


Methylobacterium. 
28220 Bacteria_16S 


3939948 3939884 25 


TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


3954702 3954638 25 


89 


gi| 219846266 


complete sequence 


89 


Rhizobi 


gi|219846256 


sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 


Bacteria; 
28220 Bacteria_16S 
strain MB-G2 16S 


3956139 3956075 25 


89 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


gi| 219846255 
3954838 39562 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


28220 Bacteria_16S 


3982619 3982554 25 


89 


gi|219846237 


strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 39826 


Bacteroidetes; 


28220 Bacteria_16S 


Flavobacteria; 


3987089 3987024 25 


Flavobacteriales; 


89 


Flavobacteriaceae 


gi|219846234 


strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 39871 


Bacteroidetes; 


28220 Bacteria_16S 


Flavobacteria; 


3990044 3989979 25 


Flavobacteriales; 


89 


Flavobacteriaceae 


strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 39901 


Bacteroidetes; 


28220 Bacteria_16S 


mishustinae strain KMM 6049 16S ribosomal RNA, partial 
Bacteroidetes; 


mishustinae Bacteria; 
28220 Bacteria_16S 


Flavobacteria; 


3993031 3992966 25 


4014019 4013954 25 


Flavobacteriales; 


89 


Flavobacteria; 


89 


Chromat 


’ 


’ 


’ 


ref 


hodo 
ref 


iales; 


ref 


ref 
nce 
ridiales; 


ref 


ref 


ref 


ref 


aceae; 
ref 


ales; 
ref 


hodo. 
ref 


aceae; 
ref 


ref 


Gelidibacter. 


Azoarcus. 


3938625 39400 


Bizionia. 


Gramella. 


NR_026040.1 
64 3683252 Octadecabacter arcticus 
bacteraceae; 
NR_026026.1 
64 Gelidibacter 


NR_026015.1 
3717841 371934 
Halothio 


NR_025981.1 
e 3762598 376407 
hnos 
ref 


NR_025917.1 
3851732 385319 
uminococcaceae; 
NR_025915.1 
37 Azoarcus tolulyticus Bacteria; 


NR_025888.1 
80 Chlamydia trachomatis Bacteria; 


NR_025885.1 
43 Roseibium denhamense Bacteria; 
Roseibiu 
NR_025856.1 


Methylobac 


NR_025846.1 
99 3954787 Rhodov 
bacteraceae; 
NR_025845.1 
24 Rhodovulum strictum Bacteria; 
Rhodovulu: 
NR_025827.1 
84 Bizionia paragorgiae Bacteria; 


NR_025824.1 
55 Gramella echinicola Bacteria; 


3 


Octadecabacter 


Octadecabacter. 
Gelidibacter algens 


algens Bacteria; 


Halothiobacillus 
4 Halothiobacillus 


bacillaceae; 


Butyrivibrio 
4 Butyrivibrio 


piraceae; Butyrivibrio. 
NR_025944.1 
3813879 381534 
Flavobacteriac 
NR_025918.1 
385021 
Rumino 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 


Acetivibrio. 
Azoarcus tolulyticus 


Chlamydia trachomatis 


Roseibium denhamense 


mM. 


Methylobacterium 
1 Methylobacterium 
teriaceae; 


Rhodovulum 

ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


m. 
Bizionia paragorgiae 


Gramella echinicola 


gi|219846232|ref|NR_025822.1| Gillisia mitskevichiae 
12 Gillisia mitskevichiae Bacteria; 
Flavobacteriaceae; Gillisia. 
gi|219846230|ref|NR_025820.1| Salegentibacter 
sequence 3991660 3993097 Salegentibacter 
Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
gi|219846214|ref|NR_025804.1| Winogradskyella eximia 


strain KMM 3944 1 
Bacteroidetes; Fl 
28220 
epiphytica strain 


epiphytica Bacteria; 
Bacteria_16S 


28220 


Bacteria_16S 


avobacteria; Flavobacteriales; 
4015499 4015434 25 89 gi 
KMM 3906 16S ribosomal RNA, partial s 
Bacteroidetes; Flavobacteria; 


4016978 4016913 25 89 gi 


thalassocola strain KMM 3907 16S ribosomal RNA, partial 


thalassocola Bacteria; 


Winogradskyella. 
28220 
strain HY-35-12 1 
Firmicutes; 
28220 


Bacteria_16S 


Bacteria_16S 


Bacteroidetes; Flavobacteria; Fl 


4026062 4025998 25 89 gi 
Clostridiales; Clostridiaceae; 
4085232 4085168 25 89 gi 


pratensis strain F31 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 


6S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Flavobacteriaceae; 
219846213 
equence 

Flavobacteriales; 
219846212 
sequence 
avobacteriales; 


Winogradskyella. 
ref|NR_025803.1| Winodgradskyella 
4014130 4015556 Winodgradskyella 


ref |NR_025802.1| Winogradskyella 
4015607 4017035 Winogradskyella 
Flavobacteriaceae; 


6S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Clostridia; 


219846206 |ref|NR_025796.1] Clostridium jejuense 
Clostridium. 
219846163|ref|NR_025753.1| Methylobacillus 


4083873 4085273 Methylobacillus pratensis 


Flavobacteriaceae; Winogradskyella. 


28220 
strain KMM 3902 1 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 
28220 Bacteria_16S 4167471 4167407 25 89 gi|219846102|ref|NR_025692.1 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 416759 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodoba 
Sulfitobacter. 

28220 Bacteria_16S 4168953 4168889 25 89 gi|219846101|ref|NR_025691.1 


strain KMM 3554 1 


Bacteria_16S 


4163004 4162939 25 89 gi 


219846106 
6S ribosomal RNA, partial sequence 4161641 41630 


6S ribosomal RNA, partial sequence 4167649 41690 


ref|NR_025696.1 


78 Sulfitobacter 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

28220 Bacteria_16S 4232772 4232708 25 89 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

28220 Bacteria_16S 39078 39042 25 61 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

28220 Bacteria_16S 79896 79860 25 61 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

28220 Bacteria_16S 111883 111847 25 61 gi|265678988|ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

28220 Bacteria_16S 168452 168416 25 61 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

28220 Bacteria_16S 171452 171416 25 61 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 


strain 50 16S rib 
Proteobacteria; 
28220 
398 16S ribosomal 
Gammaproteobacter 
28220 
leiognathi strain 
Bacteria; Proteob 
28220 
strain ATCC 15468 
Proteobacteria; G 
28220 
strain 01008 16S 
Tenericutes; Moll 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
174470 174434 25 61 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
177463 177427 25 61 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
178972 178936 25 61 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
287206 287142 25 88 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


on 


ri 


e 
le 


28220 
strain 70-159 16S 
Tenericutes; Moll 
28220 
strain H168 16S r 
Firmicutes; Clost 
28220 
strain CC-1 16S r 
Thermotogae; Ther 
28220 
anticariensis str 
anticariensis Bac 
Halomonas. 

28220 
asymbiotica subsp 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 
28220 
strain LCl 16S ri 
Proteobacteria; G 
28220 
strain TF-27 16S 
Proteobacteria; 

28220 
strain Met-12 16S 
Thermotogae; Ther 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


motogales; 


302371 302307 25 88 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
323700 323664 25 61 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
331374 331338 25 61 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 

370550 370514 25 61 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


ae 


401078 401042 25 61 gi 
australis strain 9802892 16S ribosomal 
austral 
Enterobacteriaceae; Photorhabdus. 
419657 419621 25 61 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
435173 435137 25 61 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
452047 452011 25 61 
ribosomal RNA, partial sequence 
Thermotogaceae; 


’ 


gi 


Ss 
gi 


Petrotoga. 


28220 


acidaminovorans B 


Bacteria_16S 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 


484074 484038 25 


61 gi 


acteria; Synergistetes; Synergistia; 


170036 17150 


265678947 
173054 174520 Vibri 


265678945 


265678944 


omonadacea 
265678869 
285875 28729 


265678859 
300996 30245 


265678845 
322285 32381 


265678840 
329993 33159 


265678808 
quence 
eria; 


265678788 


265678775 
418286 41972 
Halomonad 
265678765 
433793 43528 
hewanellac 
265678753 
450666 45216 


265678729 


Synergistales; 


ibri 
ref 
o fi 


aceae; V oO. 
NR_029255.1 
scheri Bacte 
Oo. 
ref|NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 


ref|NR_029175.1 


17604 
s; Vibri 


17756 


ref |NR_029165.1 


ref|NR_029150.1 


Haloth thrix. 


NR_029145.1 


ermo 
ref 


’ 


ref|NR_029113.1 

369170 370614 
Oceanospirillales; H 
ref 
rtia 


NR_029093.1 


RNA, pa 1 sequence 


ref|NR_029080.1 


acea 
ref 


e; Halomonas 
NR_029070.1 


Shewanella 
NR_029058.1 


eae; 
ref 


ref|NR_029034.1 


5 Vibrio mediterranei Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Aeromonas punctata 
nas punctata Bacteria; 


Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Halomonas 
Halomonas 
alomonadaceae; 


Photorhabdus 
399669 401215 


is Bacteria; Proteobacteria; Gammaproteobacteria; 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Dethiosulfovibrio 


482698 484170 
Synergistace 


Dethiosulfovibrio 
ae; Dethiosulfovibrio. 


28220 
strain G-16.1 16S 
Proteobacteria; G 
28220 
strain R65 16S ri 
Proteobacteria; G 
28220 
marinisedimentoru 


Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
Bacteria_16S 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 
Bacteria_16S 
m strain DSM 15388 16S ribosomal RNA, 


491902 491866 25 


493409 493373 25 


516247 516211 25 


61 


61 


61 


gi 


gi 


265678724 


490502 49197 


Halomonad 
265678723 


492024 49353 


gi 


265678708 
partial se 


marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; 
28220 Bacteria_16S 517810 517774 25 61 gi| 265678707 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, comp 
Photorhabdus luminescens subsp. thracen 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
28220 Bacteria_16S 519375 519339 25 61 gi| 265678706 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteoba 
Enterobacteriaceae; Photorhabdus. 
28220 Bacteria_16S 520911 520875 25 61 gi| 265678705 
micromati strain R-9192 16S ribosomal RNA, partial sequence 51954 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
28220 Bacteria_16S 522438 522402 25 61 gi| 265678704 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 
28220 Bacteria_16S 578764 578728 25 61 gi| 265678667 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 57740 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
28220 Bacteria_16S 605776 605740 25 61 gi| 265678648 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 60442 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
Saccharospirillum. 
28220 Bacteria_16S 615049 615013 25 61 gi| 265678642 
strain SL24 16S ribosomal RNA, partial sequence 613678 61515 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
28220 Bacteria_16S 616610 616574 25 61 gi| 265678641 
strain 289 16S ribosomal RNA, complete sequence 615203 61674 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
28220 Bacteria_16S 628740 628704 25 61 gi| 265678633 


strain Mll 16S ri 
Proteobacteria; G 
28220 


Gammaproteobacter 
28220 
acidiphila strain 
Bacteria; Proteob 
28220 
strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 
28220 
warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 
28220 
strain NVI 88/441 
Proteobacteria; G 
28220 
strain NVI 88/478 
Proteobacteria; G 
28220 
strain XINach 16S 
Proteobacteria; G 
28220 
luminescens subsp 


Bacteria_16S 
40M4T 16S ribosomal RNA, 


Bacteria_16S 
Bacteria_16S 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


Bacteria_16S 
n NSW 326 


ria; 


Bacteria_16S 
16S ribosomal RNA, 
ammaproteobacteria; 
Bacteria_16S 
16S ribosomal RNA, 
ammaproteobacteria; 
Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
Bacteria_16S 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


645587 645551 25 


650178 650142 25 


663513 663477 25 


692398 692362 25 


Proteobacteria; 


710085 710049 25 


711643 711607 25 
722481 722445 25 


724067 724031 25 


Photorhabdus luminescens subsp. 


Enterobacteriales 
28220 


luminescens subsp. 


v 


Bacteria_16S 
akhurstii strain FRGO4 16S ribosomal 


Enterobacteriaceae; 


725650 725614 25 


Photorhabdus luminescens subsp. 


Enterobacteriales 
28220 


’ 


Bacteria_16S 
strain PIPN-2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


Enterobacteriaceae; 


737763 737699 25 


complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


16S ribosomal RNA, 
Gammaproteobacter 


Entomoplasmatales; 


61 


61 


61 


61 


61 


61 


61 


61 


laumond 


61 


627341 62884 


gi 


gi 


B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; 


Rhizobia 
gi 


gi 


partial 


gi 


partial sequence 
Vibrionales; Vibri 


gi 


partial sequence 
Alteromonadales; 


gi 


gi 


laumondii strain TTO1 16S ribosomal 


gi 


Enterobac 
265678621 


644174 645732 Vibri 


265678618 
e 64884 
les; Beije 
265678607 


662137 66364 


Enterobac 


265678588 
sequence 
ia; Entero 


265678576 
70866 
onaceae; A 
265678575 
71023 


Moritellace 


265678567 


721087 72261 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


ref 


NR_029029.1 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


acea 
ref 


5 Marinobacter 


acea 
ref 
quen 
Rei 
ref 
lete 


ref 


sequence 51 


cter 


ref 


7 521026 Flavo 


cter 
ref 


521077 52255 


les; 
ref 


5 578770 Thala 


Tha 
ref 


0 605869 Sacch 


Sac 


ref 


e; Halomonas 
NR_029028.1 


e; Marinobac 
NR_029013.1 
ce 514864 
nekea. 
NR_029012.1 
sequence 


NR_029011.1 
7982 
roba 


ia; Ente 


NR_029010.1 
b 
iaceae; Flav 
NR_029009.1 
1 
Flavobacter 
NR_028972.1 
s 
lassolituus. 
NR_028953.1 
a 
charospirill 


NR_028947.1 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Reinekea 
516365 Reinekea 


Photorhabdus 
516416 517931 


sis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Flavobacterium 
acterium micromati 
obacterium. 

Flavobacterium 

Flavobacterium 
iaceae; Flavobacterium. 

Thalassolituus 
solituus oleivorans 


Saccharospirillum 
rospirillum impatiens 


aceae; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


ref 


NR_028946.1 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


ibri 
ref 


oO. 
NR_028938.1 


Morganella morganii 


2 Morganella morganii Bacteria; 


teri 
ref 
o le 


ref 


0 650254 Methy 


rinc 
ref 


7 Enterobacter 


teri 


ref 


691014 69252 


bact 


ref 


8 710188 Aliiv 


liiv 
ref 


9 711741 Morit 


ae; 
ref 


2 Photorhabdus 


teri 
ref 
als 


ref 
ial 


aceae; Morga 
NR_028926.1 
ntus Bacteri 


NR_028923.1 
E 
kiaceae; Met 
NR_028912.1 
Ente 


aceae; xr 


NR_028893.1 
0 
eriales; Ent 
NR_028881.1 
i 
ibrio. 
NR_028880.1 
e 
Moritella. 
NR_028871.1 


aceae; Photo 
NR_028870.1 
equence 


NR_028869.1 
sequence 


nella. 
Vibrio lentus strain 
a; Proteobacteria; 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Buttiauxella 
Buttiauxella 


erobacteriaceae; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


88 


Photorhabdus. 


gi 


Entomoplasmataceae; 


265678556 


ref 


NR_028860.1 


Entomoplasma lucivorax 


736380 737897 Entomoplasma lucivorax Bacteria; 
Entomoplasma. 


28220 
VR1 16S ribosomal 
Gammaproteobacter 
28220 
strain Uedal07 16 
Proteobacteria; 
28220 
strain ASpGl1 16S 

Spirochaetes; Spi 
28220 
Bacteria; Proteob 
28220 
strain 12993 16S 
Proteobacteria; 

28220 
strain 256 16S ri 
Proteobacteria; 
28220 
strain CFBP 5236 
Proteobacteria; 

28220 
ruestringensis st 
ruestringensis Ba 
28220 
marinus subsp. pa 


cyclicum strain ALM1 16S ribosomal RNA, partial sequence 81355 
acteria; Gammaproteobacteria; Thiotrichales; Pis 
819419 819383 25 61 gi| 265678500 


Prochlorococcus marinus subsp. pastoris 


Prochlorococcacea 
28220 
sibiricum strain 
Bacteria; Proteob 
28220 
litoralis strain 
Bacteria; Proteob 
28220 
strain BARC318 16 
Tenericutes; Moll 
28220 
subsp. socranskii 
socranskii subsp. 
28220 
kuenenii strain J 
Bacteria; Proteob 
28220 
strain ATCC 33433 
Proteobacteria; G 
28220 
strain IC166 16S 
Bacteroidetes; Fl 


Bacteria_16S 
Bacteria_16S 
Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


770344 770308 25 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
771873 771837 25 61 gi 
S ribosomal RNA, partial sequence 


61 gi 


793472 793436 25 61 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
814953 814917 25 61 


gi 


gi 


ribosomal RNA, partial sequence 


820924 820888 25 61 
bosomal RNA, partial sequence 


gi 


845403 845367 25 61 gi 


865087 865051 25 61 gi 
rain Bl 16S ribosomal RNA, partial seq 
cteria; Bacteroidetes; Flavobacteria; 
879943 879907 25 61 gi 
storis strain PCC 9511 16S ribosomal R 


S ribosomal RNA, 
icutes; Entomoplasmatales; 
984600 984564 25 61 gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
998679 998643 25 61 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1004707 1004671 25 61 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1029004 1028968 25 61 gi 


768965 770424 Vibri 


770475 77198 
seudomonadaceae; 


792094 79356 
Spirochaeta. 


818049 81950 
Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 
819558 82101 
Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 
16S ribosomal RNA, partial sequence 844000 84550 
Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 


e; Prochlorococcus. 
901407 901371 25 61 gi| 265678444 
AL7 16S ribosomal RNA, partial sequence 90001 
acteria; Gammaproteobacteria; Thiotrichales; Pis 
935448 935412 25 61 gi| 265678422 
JS5 16S ribosomal RNA, partial sequence 93405 
acteria; Deltaproteobacteria; Bdellovibrionales; 
983008 982944 25 88 gi| 265678389 


complete sequence 981620 98314 
Entomoplasmataceae; 


265678533 


265678532 


265678517 


265678503 


Enterobac 
265678499 


Enterobac 
265678483 


Enterobac 
265678469 
uence 
Flavobacte 
265678459 
NA, partia 


E 
265678388 
artial seq 
irochaetal 
265678379 
ce 99729 
hales; Pis 
265678375 

10033 
Enterobac 
265678359 


ref |NR_028837.1 


ref |NR_028836.1 
Cellvibr 


ref|NR_028820.1 


ref|NR_028806.1 
9 815058 Thioal 
ref 


NR_028803.1 


teriaceae; 
ref |NR_028802.1 


teri 
ref 


aceae; 
NR_028786.1 


teriaceae; 
ref|NR_028772.1 

863710 865135 
riales; Flavobac 
ref |NR_028762.1 
1 sequence 


ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref|NR_028691.1 


ntomoplasma. 
ref|NR_028690.1 
uence 983192 
es; Spirochaetac 
ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref|NR_028661.1 


o ruber Bacteria; 


cirickettsiaceae; 


Vibrio ruber strain 
Proteobacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 
io. 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
Kluyvera. 


Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 
Kluyvera. 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 
Samsonia. 


Muricauda 

Muricauda 
teriaceae; Muricauda. 
Prochlorococcus 
878614 880078 


Bacteria; Cyanobacteria; Prochlorales; 


Thioalkalimicrobium 

kalimicrobium sibiricum 

; Thioalkalimicrobium. 
Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 

Entomoplasma freundtii 


1 Entomoplasma freundtii Bacteria; 


Treponema socranskii 

984718 Treponema 

eae; Treponema. 

Thiomicrospira 

crospira kuenenii 

; Thiomicrospira. 
Kluyvera ascorbata 

ra ascorbata Bacteria; 

era. 

Cellulophaga algicola 


ribosomal RNA, partial sequence 


1027642 10290 


avobacteria; 


Flavobacteriales; 


28220 


thermophila strai 
Bacteria; 


28220 


Bacteria_16S 


Bacteria_16S 


1030499 1030463 25 


1065638 1065602 25 


n I78 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


primoryensis stra 
primoryensis Bact 


in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; 


54 Cellulophaga algicola Bacteria; 


28220 


Bacteria_16S 


1067092 1067056 25 


strain KMM 1406 1 
Proteobacteria; G 
28220 
vladivostokensis 
vladivostokensis 
Vitellibacter. 


Bacteria_16S 
strain KMM 3516 16S ribosomal 


1073036 1073000 25 


Bacteria; Bacteroidetes; 


28220 


psychrophila stra 
Bacteria; 


28220 


strain DB21MT-5 1 
Proteobacteria; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1089502 1089466 25 


1112174 1112138 25 


1136324 1136288 25 


61 


61 


61 


61 


strain YB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Flavobacteriaceae 

61 gi| 265678358 

10291 

Thiotrichales; Pis 

61 gi| 265678334 
sequence 
Gammaproteobacteria; Ocean 
61 gi| 265678333 


6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


gi 


RNA, partial seque 
Flavobacteria; 


gi 


in E-3 16S ribosomal RNA, partial sequence 10881 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


gi 


6S ribosomal RNA, partial sequence 1110771 11122 
Gammaproteobacteria; Alteromonadales; Moritellace 


gi 


265678329 
Flavobac 
265678317 
P 


265678301 


253680766 


7 Cellulophaga. 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref |NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref |NR_028635.1 


Thiomicrospira 

crospira thermophila 

; Thiomicrospira. 
Marinomonas 

0 Marinomonas 

rinomonas. 

Rheinheimera pacifica 


52 Rheinheimera 
Rheinheimera. 
ref |NR_028631.1| Vitellibacter 

nce 1071687 1073086 Vitellibacter 
teriales; Flavobacteriaceae; 


pacifica Bacteria; 


ref |NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref |NR_028602.1 
ae; Moritella. 
ref 


NR_028014.1 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Vibrio coralliilyticus 


1134932 1136396 Vibrio coralliilyticus Bacteria; 


28220 Bacteria_16S 1154436 1154400 25 61 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

28220 Bacteria_16S 1168102 1168066 25 61 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

28220 Bacteria_16S 1172731 1172695 25 61 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 

28220 Bacteria_16S 1174282 1174246 25 61 gi|228719222|ref|NR_027581.1| Capnocytophaga 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

28220 Bacteria_16S 1186281 1186245 25 61 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

28220 Bacteria_16S 1187792 1187756 25 61 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

28220 Bacteria_16S 1189303 1189267 25 61 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

28220 Bacteria_16S 1190814 1190778 25 61 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

28220 Bacteria_16S 1210603 1210567 25 61 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
28220 Bacteria_16S 1212099 1212063 25 61 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

28220 Bacteria_16S 1215069 1215033 25 61 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

28220 Bacteria_16S 1216549 1216513 25 61 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

28220 Bacteria_16S 1228606 1228570 25 61 gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 1228719 Cellvibrio fibrivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

28220 Bacteria_16S 1230142 1230106 25 61 gi|219878280|ref|NR_025419.1| Cellvibrio gandavensis 


strain R-4069 16S 
Proteobacteria; 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadacea 


1228770 12302 


28220 Bacteria_16S 1252672 1252636 25 61 gi|219857241 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial seque 
socranskii subsp. paredis Bacteria; Spirochaetes; Spirochaetales; 
28220 Bacteria_16S 1254199 1254163 25 61 gi| 219857240 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial seque 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; 
28220 Bacteria_16S 1258765 1258729 25 61 gi| 219856813 
strain A431 16S ribosomal RNA, partial sequence 1257400 12588 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
28220 Bacteria_16S 1264742 1264706 25 61 gi|219846655 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 

lecithinolyticum Bacteria; Spirochaetes; Spirochaetales; Spirocha 
28220 Bacteria_16S 1276734 1276698 25 61 gi| 219846179 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 12753 


Bacteria; 


28220 


ganghwensis strai 
ganghwensis Bacte 


28220 


strain SJ95 16S r 
Thermotogae; 


28220 


OT-1 16S ribosoma 
Flavobacteria; 


28220 


turnerae strain T7902 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ria; Proteobacteria; 


Thermotogales; 


Proteobacteria; Gammaproteobacteria; 


1278225 1278189 25 


1336040 1336004 25 


ibosomal RNA, partial sequence 
Thermotogaceae; 


1375490 1375454 25 


1 RNA, partial sequence 
Flavobacteriales; 


1378536 1378500 25 


61 


Oceanospirillales; 


gi 


219846127 


n JC2041 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Altero 


228721489 


1334683 13361 


61 gi 
Petrotoga. 
61 gi 


228717906 


1374101 1375614 Kordi 


Flavobacteriaceae; 


61 


gi 


Kordia. 


228717562 


ref 
nce 
Spi 
ref 
nce 
Spi 
ref 


ibri 
ref 


etac 
ref 


Hal 
ref 


mona 
ref 
ref 


aal 


ref 


1263357 12648 


63 1276810 Chromo 


1276861 12782 


e; Cellvibri 
NR_024869.1 

125128 
rochaetaceae 
NR_024868.1 

125281 
rochaetaceae 
NR_024632.1 


Oo. 
NR_026247.1 
3 
eae; Trepone 
NR_025769.1 


omonadaceae; 
NR_025717.1 
6 
dales; Colwe 
NR_027612.1 


NR_027568.1 
gicida OT-1 


NR_027564.1 


55 Cellvibrio gandavensis Bacteria; 


O°. 
Treponema socranskii 
9 1252767 Treponema 
; Treponema. 
Treponema socranskii 
8 1254294 Treponema 
7 Treponema. 
Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Treponema 

5 Treponema 

ma. 

Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Thalassomonas 

8 Thalassomonas 
lliaceae; Thalassomonas. 
Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Teredinibacter 


1377167 1378635 Teredinibacter turnerae T7901 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 
Teredinibacter. 


28220 


Bacteria; 
28220 


denitrificans OS2 
Shewanella. 

28220 
ulvae strain UL12 
Bacteria; 


28220 
strain SMP-10 16S 
Proteobacteria; 
28220 
strain B-10-31 16 
Proteobacteria; 
28220 


Bacteria; 
28220 
saccharolyticum s 


1498218 Ha 


Halanaerobiales; 
28220 
strain OMZ833 16S 
Spirochaetes; 
28220 
strain KMM 426 16 
Bacteroidetes; Fl 
28220 
strain ATCC 29914 
Proteobacteria; 
28220 
strain SP1402 16S 
Proteobacteria; 
28220 
decolorationis st 
decolorationis Ba 
Shewanella. 

28220 


Bacteria; 
28220 
strain T4 16S rib 


Bactero 


28220 
strain IBS S6874 
Proteobacteria; 

28220 
CAIM 629 16S ribo 
Gammaproteobacter 


28220 Bacteria_16S 1692222 1692186 25 61 gi| 219878413 |ref|NR_025552.1 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 169233 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 
Cellvibrio. 

28220 Bacteria_16S 1699987 1699951 25 61 gi| 219878408 |ref|NR_025547.1 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacte 


Gammaproteobacter 
28220 
strain KMM 241 16 
Proteobacteria; G 
28220 
strain OSBAC1 16S 
Proteobacteria; G 
28220 
gelidilacus strai 
gelidilacus Bacte 
28220 
strain A37 16S ri 
Bacteroidetes; Sp 


Bacteria_1 
silvestris strain 
Proteob 
Bacteria_1 
denitrificans str 


Bacteria_1 
Proteob 
Pseudoalteromonas. 


Bacteria_16S 


D 
Bacteria_16S 


G 
Bacteria_16S 
bryozoorum strain 


Proteob 
Bacteria_16S 


Bacteria_16S 
Spi 
Bacteria_16S 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 
frigoris strain R 


Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S 1381440 1381404 25 61 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
6S 1386015 1385979 25 61 gi 
ain 0S217 16S ribosomal RNA, partial s 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
1545026 1544990 25 61 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1553972 1553936 25 61 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1579490 1579454 25 61 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1608732 1608696 25 61 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


Treponema. 
gi 


E 


1628264 1628228 25 61 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1629754 1629718 25 61 gi 
osomal RNA, partial sequence 


nce 
S; 


1646572 1646536 25 61 gi 
ammaproteobacteria; Aeromonadales; Aer 
1658716 1658680 25 61 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1701534 1701498 25 61 gi 
S ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 


228717274 
ce 
les; Beije 
228716834 
equence 


1522207 15236 


219857262 
1543657 15451 
ct 
219857220 


219846381 
1578118 15795 
se 
219878471 
qu 
te 


219878458 


219878457 
1628419 16298 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
Bacteria_16S 


ri 
219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 
219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878407 
1700153 17016 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027556.1 

1384632 138613 


13801 


ref|NR_024893.1 


; Arenibacter. 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025972.1 


eriaceae 


15525 
nterobac 


udomonadaceae; Pseudomon 
ref|NR_025610.1 
1607365 160881 


eromonadales; Sh 


ence 
ria; Alt 


ref |NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella. 
ref|NR_025585.1 


16269 
Flavoba 


e 


nckiacea 


Aeromonas. 
NR_025575.1 
rtis Bacteri 


e; 
ref 
°o fo 


ref|NR_025546.1 


ammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecol 

1709167 1709131 25 61 gi|219878402|ref|NR_025541.1 
ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera 
ammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

1713672 1713636 25 61 gi| 219878399 |ref|NR_025538.1 

n R-8899 16S ribosomal RNA, partial sequence 1712309 171377 

ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 

1719822 1719786 25 61 gi| 219878395 |ref|NR_025534.1 


Methylocella 
ocella silvestris BL2 
hylocella. 

Shewanella 
1 Shewanella 


17 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
6S 1403921 1403885 25 61 gi|219857444|ref|NR_025032.1| Pseudoalteromonas 
16S ribosomal RNA, partial sequence 1402605 1403959 Pseudoalteromonas ulvae 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
1405418 1405382 25 61 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
1412918 1412882 25 61 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
S ribosomal RNA, partial sequence 1411537 1413034 Algicola sagamiensis Bacteria; 


ammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 

1463251 1463215 25 61 gi|224581411|ref|NR_027192.1| Marinobacter 

50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 

acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

1498129 1498093 25 61 gi|219846665|ref|NR_026257.1| Halanaerobium 
ubsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
lanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiaceae; Halanaerobium. 

1523596 1523560 25 61 gi| 219857543 |ref|NR_025131.1| Treponema parvum 


91 Treponema parvum Bacteria; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Shewanella 
2 Shewanella 
ewanellaceae; 


Flavobacterium 
acterium frigoris 
obacterium. 
Methylocella tundrae 


tundrae Bacteria; 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Vibrio fortis strain 
a; Proteobacteria; 


Cellvibrio 
5 Cellvibrio 


domonadaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Rheinheimera baltica 


baltica Bacteria; 


Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 


Pedobacter cryoconitis 


1718445 1719939 Pedobacter cryoconitis Bacteria; 
Sphingobacteriaceae; Pedobacter. 


28220 


Proteobacteria; 
28220 
strain KMM 1376 1 
Proteobacteria; 
28220 
strain LMG 2096 
Proteobacteria; 
28220 
R-3712 16S riboso: 
Gammaproteobacter 
28220 
strain SL25 16S r 
Thermotogae; Ther 
28220 
stellipolaris str 
stellipolaris Bac 
Alteromonas. 
28220 
israelensis strai 
Bacteria; Proteob 
28220 
canadensis strain 
canadensis Bacter 
Chromohalobacter. 
28220 
strain LMG 21857 
Proteobacteria; 
28220 
strain 2674 16S r 
Proteobacteria; 
28220 
strain 2693 16S r 
Proteobacteria; 
28220 
strain DSM 5000 1 
Proteobacteria; 
28220 
proteamaculans st 
proteamaculans Ba 
Serratia. 

28220 
strain DSM 30063 
Proteobacteria; 
28220 
strain DSM 4576 1 
Proteobacteria; G 


G 


28220 Bacteria_16S 
strain DSM 12358 
Proteobacteria; G 
28220 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 
28220 
strain DSM 30118 
Proteobacteria; 

28220 
proteus strain 42 
Bacteria; Proteob 
28220 
strain Eb 13/82 1 
Proteobacteria; G 
28220 
strain $3/2-161 1 
Proteobacteria; G 
28220 
strain S1/1-984 1 
Proteobacteria; G 
28220 


G 


Bacteria_16S 
strain RB-8 16S r 
G 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1738040 1738004 25 61 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1756399 1756363 25 61 gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1784966 1784930 25 61 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1792529 1792493 25 61 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1813938 1813902 25 61 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1861120 1861084 25 61 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1864168 1864132 25 61 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865750 1865714 25 61 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 
1870280 1870244 25 61 gi 
ammaproteobacteria; Alteromonadales; A 
1929660 1929624 25 61 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1931196 1931160 25 61 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1989130 1989094 25 61 gi 


ammaproteobacteria; Enterobacteriales; 
1990679 1990643 25 61 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1992227 1992191 25 61 gi 
ammaproteobacteria; Enterobacteriales; 
1993770 1993734 25 61 gi 


ammaproteobacteria; Enterobacteriales; 
1995317 1995281 25 61 gi 


ammaproteobacteria; Enterobacteriales; 
1996853 1996817 25 61 gi 


ammaproteobacteria; Enterobacteriales; 
1998398 1998362 25 61 gi 


ammaproteobacteria; Enterobacteriales; 
2001471 2001435 25 61 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2004539 2004503 25 61 gi 


ammaproteobacteria; Enterobacteriales; 
2006083 2006047 25 61 gi 


ammaproteobacteria; Enterobacteriales; 
2007629 2007593 25 61 gi 


ammaproteobacteria; Enterobacteriales; 


1736673 17381 


6S ribosomal RNA, partial sequence 1755010 17565 


alomonad 


1791138 1792572 Vibri 


1812567 18140 


16S ribosomal RNA, partial sequence 1868909 18703 


1928261 19297 


1929813 19313 


6S ribosomal RNA, partial sequence 1987760 19892 


16S ribosomal RNA, partial sequence 1990842 19923 


6S ribosomal RNA, partial sequence 1992387 19938 


16S ribosomal RNA, partial sequence 1993927 19 


6S ribosomal RNA, partial sequence 1995493 19 


16S ribosomal RNA, partial sequence 1997016 19 


6S ribosomal RNA, partial sequence 2003168 20 


6S ribosomal RNA, partial sequence 2004699 20 


6S ribosomal RNA, partial sequence 2006247 20 


219878383 


ie) 
219878369 


H 
219878347 
17835 

H 
219878341 


219878327 


219878294 
al sequenc 
eria; Alte 


219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


219878288 


lteromonad 
219878242 


oritellace 
219878241 


oritellace 
219878203 


Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


Enterobac 
219878200 


Enterobac 
219878199 
954 

Enterobac 
219878198 
969 

Enterobac 
219878197 
985 

Enterobac 
219878195 
20000 
cteriales; 
219878193 
046 

Enterobac 
219878192 
061 

Enterobac 
219878191 
077 
Enterobac 


2009173 2009137 25 61 gi 


leispira. 


alomonad 


ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas. 

ref|NR_025486.1| Halomonas muralis 

87 1785079 Halomonas muralis Bacteria; 
aceae; Halomonas. 

ref|NR_025480.1 
o chagasii Bacte 


Vibrio chagasii strain 
ria; Proteobacteria; 


ref|NR_025466.1| Petrotoga sibirica 
48 Petrotoga sibirica Bacteria; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025430.1 
1864353 186588 
pirillales; Halo 


Chromohalobacter 

halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


ref|NR_025427.1| Glaciecola polaris 
93 Glaciecola polaris Bacteria; 
aceae; Glaciecola. 

ref|NR_025381.1| Moritella profunda 
62 Moritella profunda Bacteria; 

ae; Moritella. 
ref|NR_025380.1| Moritella abyssi 
09 Moritella abyssi Bacteria; 

ae; Moritella. 
ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1]| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref|NR_025339.1| Serratia fonticola 
76 Serratia fonticola Bacteria; 
teriaceae; Serratia. 

ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 

ref|NR_025337.1| Rahnella aquatilis 
65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 

ref |NR_025336.1| Proteus vulgaris 

10 Proteus vulgaris Bacteria; 
teriaceae; Proteus. 

ref |NR_025334.1| Obesumbacterium 

96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref |NR_025332.1| Budvicia aquatica 

48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 

ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 

ref |NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 


219878190 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


ref|NR_025329.1| Buttiauxella 
2007792 2009295 Buttiauxella 


28220 Bacteria_16S 
Proteobacteria; 
28220 Bacteria_16S 
strain LMG 317541 
Proteobacteria; 
28220 
carotovorum subsp. 


Bacteria_16S 


Enterobacteriales; 
28220 Bacteria_16S 
Bacteroidetes; 
28220 Bacteria_16S 
Bacteroidetes; 
28220 Bacteria_16S 
Flavobacteria; 
28220 Bacteria_16S 
strain SW-47 16S 
Proteobacteria; 

28220 Bacteria_16S 
elongatus strain 
elongatus Bacteria; 
Microbulbifer. 
28220 Bacteria_16S 


DSM 4568 16S ribosomal R 


Gammaproteobacteria; 
28220 Bacteria_16S 


salipaludis strain SM-1 


Bacteria; 
28220 Bacteria_16S 


skagerrakense strain D30 
skagerrakense Bacteria; 


28220 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; 
28220 Bacteria_16S 
strain NCIMB 8634 
Proteobacteria; 
28220 Bacteria_16S 
strain NCIMB 8633 
Proteobacteria; 
28220 Bacteria_16S 
omnivorum strain 
omnivorum Bacteria; 
28220 Bacteria_16S 


xinjiangense strain AS 1 


xinjiangense Bacteria; 
28220 Bacteria_16S 


Proteobacteria; 


28220 Bacteria_16S 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; 


28220 Bacteria_16S 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; 
28220 Bacteria_16S 
strain ATCC 33638 
Bacteria; 


28220 Bacteria_16S 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; 


Yersinia. 
28220 Bacteria_16S 


strain L1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


28220 Bacteria_16S 


Flavobacteria; 


Flavobacteria; 


Flavobacteriales; 


ribosomal RNA, 
Gammapro 


DSM 681 
Prot 


Enterobacteriales; 


Proteobacteria; 


riboso 
16S ribosomal 
Gammaproteobacteria; 


16S ribosomal 
Gammaproteobacteria; 


AS 1.27 
Bacteroidetes; 


2010732 2010696 25 


2027162 2027126 25 


2028604 2028568 25 


odoriferum strain LMG 17566 
Pectobacterium carotovorum subsp. odori 
Enterobacteriaceae; 


2063830 2063794 25 


2065354 2065318 25 


2097518 2097482 25 


2102044 2102008 25 


2117274 2117238 25 


2121807 2121771 25 


2138447 2138411 25 


2142924 2142888 25 


Bacteroidetes; 


2147449 2147413 25 


2171747 2171711 25 


2173298 2173262 25 


2180782 2180746 25 


2182298 2182262 25 


Bacteroidetes; 
2189938 2189902 25 


2239915 2239879 25 


2241426 2241390 25 


2242937 2242901 25 


2244448 2244412 25 
Proteobacteria; 
2288806 2288742 25 


Entomoplasmatales; 
2291835 2291799 25 


61 


61 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 


61 


61 


61 


61 


61 


partial sequence 
teobacteria; Alteromonadales; Alt 


61 


0 16S ribosomal RNA, partial se 
eobacteria; Gammaproteobacteria 


61 


61 


16S ribosomal RNA, partial sequ 
Gammaproteobacteria; 


61 


16S ribosomal RNA, partial seq 
Flavobacteria; 


61 


mal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


61 


RNA, partial sequence 
Pseudomonadales; 


61 


RNA, partial sequence 
Pseudomonadales; 


61 


47 16S ribosomal RNA, partial s 
Flavobacteria; 


61 


-2749 16S ribosomal RNA, partia 
Flavobacteria; 


61 


61 


Gammaproteobacteria; Enterobacteriales; 


61 


Gammaproteobacteria; Enterobacteriales; 


61 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


61 


Gammaprote 


88 


61 


16S ribo 
ferum Bacteria; 
Pectobacterium. 


Flavoba 


Flavoba 


Alteromo 


Enteroba 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


F 
gi 


P 
gi 


P 
gi 


P 
gi 


Flavo 
gi 


Fl 
gi 


Ss 
gi 
gi 


gi 


gi 


gi 


onia. 


quence 


eae; 


nadales; 


uence 


equence 


gi 


219878189 
strain S$1/6-571 16S ribosomal RNA, partial sequence 2009346 20 
Gammaproteobacteria; Enterobacteriales; 


10850 Buttiauxella 
Enterobacteriaceae; 
219878178 
2025759 2027165 Aeromo 
omonadaceae; 
219878177 
somal RNA, 


219878148 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 20 
Flavobacteriales; 


63937 Cellulophaga 
cteriaceae; 
219878147 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 20 
Flavobacteriales; 


65461 Cellulophaga 
cteriaceae; Cellulophaga. 
219878124 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Me 
Flavobacteriaceae; Mes 


sonia algae Bacteri 


219878121 
2100672 21021 


; Alteromonadales; 


219857654 
NA, partial sequence 2120505 2121907 Cedecea davisae Bacte 
Enterobacteriac Cedecea. 
219857643 


ence 2137073 2138564 Microb 
219857640 


lavobacteriales; 
219857637 
2146078 21475 
seudomonadaceae; 
219857621 
2170356 2171849 Cellvi 
seudomonadaceae; 
219857620 
2171900 2173400 Cellvi 
seudomonadaceae; 
219857613 


bacteriales; 
219857612 
1 sequence 
avobacteriales; 
219857606 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 
Gammaproteobacteria; Alteromonadales; 


219857540 
2287434 22889 
Entomoplasmataceae; 
219857538 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 


ref |NR_025328.1 
Butti 
ref|NR_025317.1 
Aeromonas. 
ref |NR_025316.1 
partial sequenc 


ref |NR_025287.1 
Cellulophaga. 
ref|NR_025286.1 


ref |NR_025263.1 


ref|NR_025260.1 
Alteromon 
NR_025246.1 
115900 211739 


ref 


ND 


ref |NR_025243.1 


ref |NR_025232.1 
Alteromonadaceae; 
ref |NR_025229.1 

2141553 214301 
Flavobact 
ref |NR_025226.1 
Pseudomon 
ref|NR_025210.1 
Cellvibri 
ref|NR_025209.1 
Cellvibri 
NR_025202.1 
179421 218088 
Flavobacteria 
ref|NR_025201.1 
180937 218240 
Flavobacte 
NR_025195.1 


ref 


ND 


ND 


ref 


Shewanella. 
ref|NR_025161.1 
Yersi 
ref|NR_025160.1 
Yersi 
ref|NR_025159.1 

Enterobacteriac 
ref|NR_025158.1 


Enterobacterial 
ref |NR_025128.1 


Mesoplasma. 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Mesonia algae strain 
a; Bacteroidetes; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
eromonadaceae; 
219857657 


as. 
Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Tenacibaculum 

7 Tenacibaculum 

eriaceae; Tenacibaculum. 

Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 

Cellvibrio fulvus 
brio fulvus Bacteria; 
O°. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
O°. 

Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 
Shewanella fidelis 


57 Shewanella fidelis Bacteria; 
hewanellaceae; 
219857573 
2238534 2239994 Yersinia 
Enterobacteriaceae; 
219857572 
2240045 2241505 Yersinia 
Enterobacteriaceae; 
219857571 
2241556 2243016 Yersin 
cteriales; 
219857570 
partial sequence 224306 
obacteria; 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


ref |NR_025126.1 
2290487 229196 


Pseudoalteromonas 
9 Pseudoalteromonas 


flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


28220 


strain ACEM 9 16S ribosomal RNA, partial sequence 


Bacteria_16S 


2294900 2294864 25 


61 


gi|219857535 
2293525 22949 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


28220 


strain 63287 16S 


28220 


marinus strain sr 


Bacteria_16S 


Bacteria_16S 


2300789 2300753 25 


2352169 2352133 25 


12 16S ribosomal RNA, partial 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


61 


sequence 


gi| 219857530 
2299447 23008 


219857493 
23507 


gi 


Bacteria; 
28220 
strain ATCC49733 


Synergistetes; 
Bacteria_16S 


Synergistia; Synergistales; 
2364443 2364407 25 61 


gi 


Synergistace 
219857485 
16S ribosomal RNA, partial sequence 2363042 23645 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


28220 
strain IL371 16S 


Bacteria_16S 


2390209 2390145 25 88 
ribosomal RNA, partial sequence 


gi 


219857467 
2388858 23902 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 


strain YKJ-16 16S 


28220 


galactanivorans s 
galactanivorans B 


28220 


sublithincola str 
sublithincola Bac 


28220 


frigidarium strai 
Bacteria; 


28220 


strain KMM 3299 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


Bacteroidetes; 


2391721 2391685 25 


2393274 2393238 25 


train Dsij 16S ribosomal RNA, 
acteria; 


Bacteroidetes; 
2423920 2423884 25 


Bacteroidetes; 
2434329 2434293 25 


Flavobacteria; 
2443444 2443408 25 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


61 


partial 


gi|219857466 
2390343 23918 


219857465 
sequence 


gi 


Flavobacteria; Flavobact 


61 


61 


n A2i 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


61 


gi|219857443 


ain QSSC9-3 16S ribosomal RNA, partial sequence 
Flavobacteria; Flavobacter 


219857432 
24329 

Flavoba 

219857424 


gi 


gi 


6S ribosomal RNA, partial sequence 2442080 24435 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


28220 


strain CCUG 30811 
Bacteria; 


28220 


maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas. 


28220 


strain ATCC 33531 
Bacteria; 


28220 


aerophilum strain 
Bacteria; 


28220 


strain ATCC 4973 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ria; 


2446523 2446487 25 


2448028 2447992 25 
Proteobacteria; 


2463130 2463094 25 


2469320 2469284 25 


2529608 2529572 25 


61 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


61 


61 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


61 


AL3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


61 


Alteromonadales; 


Thiotrichales; 


219857422 
24451 


gi 


gi|219857421 


n KMM636 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Altero 


219857408 
24617 


gi 


Enterobacteriales; 


219857404 
24679 
Pis 
219857358 


gi 


gi 


16S ribosomal RNA, partial sequence 2528225 25296 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


28220 


strain A3.12 16S 


Bacteria_16S 


2534173 2534137 25 


61 


ribosomal RNA, partial sequence 


gi|219857355 
2532800 25342 


Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriov 


28220 


strain CIP 105259 


Bacteria_16S 


2562554 2562518 25 


61 


16S ribosomal RNA, partial sequence 


219857336 
25611 


gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


28220 


granulomatis stra 
granulomatis Bact 


28220 


strain HPA92 16S 


28220 


strain 177 16S ri 


28220 


strain P925 16S r 


28220 


strain ATCC 51603 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2600904 2600868 25 


Proteobacteria; 
2602458 2602422 25 


2604012 2603976 25 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


2605566 2605530 25 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


2621109 2621073 25 


61 


in ATCC 49244 16S ribosomal RNA, partial 


eria; Gammaproteobacteria; 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


61 


61 


61 


16S ribosomal RNA, partial sequence 


219857268 
sequenc 
Paste 
gi|219857267 
2601060 26025 
Pasteurellac 
gi|219857266 
2602614 26041 
Pasteurellac 
gi|219857265 
2604168 26056 
Pasteurellac 
gi|219857252 
26197 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


28220 


Bacteria_16S 


2648618 2648582 25 


61 


Alteromonadaceae 


ref |NR_025123.1 


Shewanella. 
NR_025118.1 


eae; 
ref 


Bosea. 
ref|NR_025081.1 
ae; 
ref|NR_025073.1 
eae. 


ref|NR_025055.1 


ref|NR_025054.1 


2422553 242399 
iales; 
ref|NR_025020.1 


cteriaceae; 
ref|NR_025012.1 


eae; Shewanella. 
ref|NR_025010.1 
48 2446624 Alishe 

, 


ref|NR_025009.1 
2446675 244812 
monadales; 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024946.1 


aceae; Pseudomon 
ref|NR_024943.1 
56 Peredibacter 
oracaceae; 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


Mannheimia. 
NR_024897.1 


eae; 
ref 


Mannheimia. 
NR_024896.1 


eae; 
ref 


eae; Mannheimia. 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 


gi|219857226 


thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 


ref |NR_024854.1 
2647248 264867 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Dethiosulfovibrio 


96 2352265 Dethiosulfovibrio marinus 
Dethiosulfovibrio. 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Halomonas. 
ref|NR_025053.1| Zobellia 
2391886 2393368 Zobellia 
eriales; Flavobacteriaceae; Zobellia. 
ref|NR_025031.1| Aequorivita 


1 Aequorivita 


Flavobacteriaceae; Aequorivita. 


Flavobacterium 


48 2434422 Flavobacterium frigidarium 
Flavobacterium. 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Alishewanella fetalis 

wanella fetalis 
Alishewanella. 
Pseudoalteromonas 

4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Raoultella planticola 

ella planticola 

eae; Raoultella. 

Thioalkalimicrobium 

kalimicrobium aerophilum 

; Thioalkalimicrobium. 
Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Peredibacter starrii 


starrii Bacteria; 
Peredibacter. 


Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Mannheimia 

9 Mannheimia 

urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Thiomicrospira 
1 Thiomicrospira 


28220 


strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 26847 


Bacteroidetes; Flavobacteriales; 


28220 


Bacteria_16S 


Bacteria 16S 


Flavobacteria; 


2684663 2684627 25 


2686105 2686069 25 


61 


61 


gi|219857200|ref|NR_024828.1 


Zobellia. 


gi|219857199|ref|NR_024827.1 


Zobellia russellii 


16 Zobellia russellii Bacteria; 
Flavobacteriaceae; 


Zobellia laminariae 


strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 


Bacteroidetes; 


28220 


Bacteria _16S 


Flavobacteria; 


2687574 2687538 25 


Flavobacteriales; 


61 


Flavobacteriaceae; 


Zobellia. 


gi|219857198|ref|NR_024826.1 


Zobellia amurskyensis 


strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 


Bacteroidetes; 


28220 


Bacteria_16S 


Flavobacteria; 


2711504 2711468 25 


Flavobacteriales; 


61 


Flavobacteriaceae; 


Zobellia. 


gi|219857181|ref|NR_024809.1 


Cellulophaga pacifica 


strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 


Bacteroidetes; 


28220 


strain SHK-1 16S 


28220 


strain Y223G 16S 


28220 


strain SIR-1 16S 


28220 


strain SM2-1 16S 


28220 


schlegeliana stra 
schlegeliana Bact 


28220 


marinintestina st 
marinintestina Ba 
Shewanella. 


28220 


troitsensis strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


troitsensis Bacteria; 


28220 


strain MKT 106 16 


28220 


limicola strain S 
Bacteria; 


28220 


amylolyticum stra 
amylolyticum Bact 


28220 


mesophilum strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


mesophilum Bacteria; 


28220 


alcaliphila strai 


Bacteria_16S 


alcaliphila Bacteria; 


Pseudomonas. 


28220 


fermentans strain 
Bacteria; 


28220 


strain ATCC 12775 


28220 


strain ATCC 49968 
Bacteria; 


28220 


nitritogenes stra 
nitritogenes Bact 


28220 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


28220 


strain JCM1240 16 


28220 


strain JCM1235 16S ribosomal RNA, partial sequence 


Bacteria_16S 
Firmicutes; 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Flavobacteria; 


eria; 


cteria; 


Bacteroidetes; 


eria; 


eria; 


2714421 2714385 25 


2717486 2717450 25 


2731250 2731214 25 


2734274 2734238 25 


2735764 2735728 25 


Proteobacteria; 
2737254 2737218 25 


Proteobacteria; 


2738715 2738679 25 


n KMM 3674 16S ribosomal RNA, 


Bacteroidetes; 
2741611 2741575 25 
2743108 2743072 25 


Flavobacteria; 
2812148 2812112 25 


Bacteroidetes; 
2813642 2813606 25 


Bacteroidetes; 
2816635 2816599 25 


Proteobacteria; 
2842458 2842422 25 


Clostridia; 
2856380 2856344 25 
2859493 2859457 25 
2887300 2887264 25 
Firmicutes; 
2935906 2935870 25 


2948104 2948068 25 


2949594 2949558 25 


Flavobacteriales; 


Clostridia; 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


61 


in HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


61 


rain IK-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


61 gi|219857162|ref|NR_024790.1 

partial sequence 2737379 273875 
Flavobacteria; Flavobacteriales; Flavobacter 
61 gi|219857160|ref|NR_024788.1 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivora 


61 


T-82 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


61 


in MBIC4355 16S ribosomal RNA, partial sequence 
Flavobacteria; 


61 


MBIC1140 16S ribosomal RNA, partial sequence 
Flavobacteria; 


61 


n AL15-21 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


61 


R-9 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


61 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 


61 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


61 


in JCM 6485 16S ribosomal RNA, partial sequence 
Clostridiales; 


61 


61 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


61 


Flavobacteriaceae; 


Pseudomonadales; Pseudomonadaceae; 


Cellulophaga. 
ref|NR_024807.1 


gi] 219857179 


Enhygromyxa salina 


2713036 2714515 Enhygromyxa salina Bacteria; 


gi|219857177|ref|NR_024805.1 


Colwellia piezophila 


2716108 2717581 Colwellia piezophila Bacteria; 


Colwellia. 
gi|219857167|ref|NR_024795.1 
2729867 2731350 Plesiocystis 


219857165|ref 


gi NR_024793.1 


Plesiocystis pacifica 


pacifica Bacteria; 
Nannocystaceae; 


Plesiocystis. 
Shewanella sairae 


2732909 2734348 Shewanella sairae Bacteria; 


Shewanella. 
ref|NR_024792.1 

2734399 273583 
Alteromonadales; 
219857163|ref|NR_024791.1 
2735889 273732 


gi|219857164 


gi 


Shewanellaceae; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 


Alteromonadales; Shewanellaceae; 


Arenibacter 

9 Arenibacter 
iaceae; Arenibacter. 
Agarivorans albus 


2740223 2741676 Agarivorans albus Bacteria; 


gi|219857159|ref|NR_024787.1 

2741727 2743201 Flavob 
Flavobacteriaceae; 
219857109 |ref|NR_024737.1 
2810779 281222 
Flavobacteriales; Flavobacte 
gi|219857108|ref|NR_024736.1 
2812273 281371 
Flavobacteriales; Flavobacteri 

gi|219856913|ref|NR_024734.1 
2815260 281674 
Pseudomonadales; Pseud 


gi 


gi|219856896|ref|NR_024715.1 
2841063 2842500 Halana 
Halanaerobiaceae; Halanaerobiu 

gi| 219856887 |ref|NR_024706.1 
2854985 2856506 Pseudo: 
gi|219856885|ref|NR_024704.1 
2858110 2859620 Pseudo: 
gi|219856865|ref|NR_024684.1 

2885932 288740 
Eubacteriaceae; Eub 
219856833 |ref|NR_024652.1 
293453 
Oceanospirillale 
ref|NR_024644.1 


gi 


gi| 219856825 


ns. 
Flavobacterium 
acterium limicola 


Flavobacterium. 


Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Pseudomonas 

8 Pseudomonas 
omonadaceae; 


Halanaerobium 

erobium fermentans 

m. 

Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Eubacterium 

8 Eubacterium 

acterium. 
Oceanospirillum 

1 2935988 Oceanospirillum 
Ss; Oceanospirillum. 
Serratia rubidaea 


2946729 2948170 Serratia rubidaea Bacteria; 


Serra 


gi|219856824|ref 


tia. 


NR_024643.1 


Enterobacter aerogenes 


2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


28220 
strain JCM1237 16 
Proteobacteria; 
28220 
strain JCM6051 16 
Proteobacteria; 
cloacae complex. 
28220 


Gammaproteobacter 
28220 
resinovorans stra 
resinovorans Bact 
Pseudomonas. 

28220 
citronellolis str 
citronellolis Bac 
Pseudomonas. 

28220 


dextrinosolvens B 
Succinivibrio. 
28220 


28220 
multipotens strai 
Bacteria; Proteob 
28220 
propionica strain 
Bacteria; Proteob 
28220 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 

28220 
strain DSM 3963 1 


Deinococcus-Thermus; 
Bacteria_16S 


28220 
strain HA2P 16S r 
Spirochaetes; Spi 
28220 
CECT 4600 16S rib 
Proteobacteria; G 
28220 
strain Z-7491 16S 
Spirochaetes; Spi 
28220 
pantelleriensis s 
pantelleriensis B 
Halomonas. 

28220 
strain FB2 16S ri 
Proteobacteria; G 
28220 
saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 
28220 
marismortui strai 
marismortui Bacte 
Chromohalobacter. 
28220 
strain ATCC 49336 
Proteobacteria; G 
28220 


28220 


Bacteria_16S 


G 
Bacteria_16S 


G 


Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


Bacteria_16S 
in LMG 2274 16S ribosomal RNA, partial 
Gammaproteobacte 


Bacteria_16S 
ain DSM 50332 16S ribosomal RNA, parti 
Gammaproteobact 


Bacteria_16S 
dextrinosolvens strain 0554 16S ribosomal RNA, 


Bacteria_16S 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
Bacteria_16S 


Bacteria_16S 
ain K-119 16S ribosomal RNA, partial s 
Deltaproteobact 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
train AAP 16S ribosomal RNA, partial s 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
n ATCC 17056 16S ribosomal RNA, partia 


Bacteria_16S 


Bacteria_16S 
strain ATCC 43992 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Alteromonadales; S 
Bacteria_16S 
strain ATCC 33530 16S ribosomal RNA, partial sequence 


2951082 2951046 25 
S ribosomal RNA, partial 


2954081 2954045 25 
S ribosomal RNA, partial 
2961492 2961456 25 


ia; Alteromonadales; 
2972236 2972200 25 


eria; Proteobacteria; 
2973751 2973715 25 


teria; Proteobacteria; 


3057432 3057396 25 
acteria; Proteobacteria; 


3072347 3072311 25 


3079857 3079821 25 


3081433 3081397 25 


3083009 3082973 25 
teria; Proteobacteria; 


3171896 3171860 25 


Deinococci; 
3205394 3205358 25 


rochaetales; 
3228058 3228022 25 
3317482 3317446 25 


rochaetales; 
3320525 3320489 25 


acteria; Proteobacteria; 
3353967 3353931 25 


3376923 3376887 25 


ubsp. senegalense strain 


Halanaerobiaceae; 
3386124 3386088 25 
ria; Proteobacteria; 


3387597 3387561 25 


3429672 3429636 25 


3520223 3520159 25 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 


Colwelliaceae; 


n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; 
Bacteria_16S 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; 


6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcales; 


ibosomal RNA, partial sequence 
Spirochaetaceae; 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
Bacteria_16S 
ribosomal RNA, partial sequence 
Spirochaetaceae; 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


onaceae; V 

61 gi| 219846709 

3316113 33175 

Spirochaeta. 

61 gi| 219846706 
equence 

Gammaproteobacteria; Oc 

61 gi|219846682 

3352589 33540 

Halomonad 

61 gi| 219846666 

DSM 7379 16S ribosomal 

se 
Halanaerobium. 

61 gi|219846659 

1 sequence 

Gammaproteobacteria; Oceano 

61 gi| 219846658 

33862 

Halomonad 

61 gi| 219846625 

34282 

hewanellac 

88 gi| 219846563 


61 
sequence 


gi| 219856823 
2949709 29511 
Enterobac 
gi| 219856821 
2952708 29541 
Enterobac 


61 
sequence 


61 gi| 219856816 
2960112 2961625 Colwe 
Colwellia. 
gi|219846942 
sequence 
ria; 


61 


61 219846941 
al sequenc 


eria; Pseu 


gi 


61 219846884 
sequence 


cteria; Ae 


gi 
partial 
Gammaproteoba 
61 gi| 219846874 
rinckiacea 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 
equence 
eria; Desu 


61 gi 
Desulfur 
61 gi 


Desulfur 


61 gi 


61 gi| 219846807 
Deinococcaceae; D 
gi| 219846785 
3204032 32054 
Treponema. 
gi| 219846769 
3226672 32281 


61 


61 


Pseudomon 


ref|NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 
29 Enterobacter 
teriaceae; Enter 
ref 
llia 


NR_024635.1 
maris Bacte 


ref|NR_026534.1 
2970861 297232 
adales; Pseu 


ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref |NR_026476.1 
3056079 305754 
romonadales; Suc 


ref|NR_026466.1 
locella palustri 
e; Methylocella 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 


ref |NR_026399.1 


einococcus. 
ref |NR_026377.1 
74 Treponema amy] 
ref |NR_026361.1 


ibri 
ref 


oO. 
NR_026301.1 


ref |NR_026298.1 
3319157 332063 
eanospirillales; 


ref|NR_026274.1 

acea 
ref 

RNA, 


e; Halomona 
NR_026258.1 
partial seq 


ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella 
ref|NR_026155.1 


Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 
Colwellia maris strain 
ria; Proteobacteria; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Methylocella palustris 
s Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Treponema amylovorum 
lovorum Bacteria; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Ss. 


Halanaerobium 
uence 3375527 3377012 


negalense Bacteria; Firmicutes; Clostridia; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 

nas eurihalina Bacteria; 
Shewanella benthica 

ella benthica Bacteria; 


Mycoplasma genitalium 


3518849 3520338 Mycoplasma genitalium 


28220 
neopropionicum st 
neopropionicum Ba 
28220 Bacteria_16S 
strain NS 16S rib 
Proteobacteria; G 
28220 Bacteria_16S 
acetivorans strai 
Bacteria; Proteob 
28220 Bacteria_16S 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 
28220 Bacteria_16S 
gingivalis strain 
gingivalis Bacteria; 
28220 Bacteria_16S 
succiniciproducen 
succiniciproducen 
Anaerobiospirillum. 
28220 Bacteria_16S 
gelidimarina stra 
gelidimarina Bacteria; 
28220 Bacteria_16S 

strain IC0O79 16S 
Proteobacteria; G 
28220 Bacteria_16S 
strain ATCC 15712 
Bacteria; Proteob 
28220 Bacteria_16S 
strain HK 204 16S 
Proteobacteria; G 
28220 Bacteria_16S 
strain EN 101 16S 
Proteobacteria; G 
28220 Bacteria_16S 
wasabiae strain S 
Bacteria; Proteob 
28220 Bacteria_16S 
betavasculorum st 
betavasculorum Ba 
Pectobacterium. 
28220 Bacteria_16S 
filamentus strain 
Bacteria; Bactero 
28220 Bacteria_16S 
porcinus strain N 


Bacteria_16S 


Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
28220 Bacteria_16S 3757830 3757766 25 88 gi|219846394|ref|NR_025985.1 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacte 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

28220 Bacteria_16S 3793971 3793935 25 61 gi|219846368|ref|NR_025959.1 
franzmannii strain 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polari 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pola 
28220 Bacteria_16S 3796983 3796947 25 61 gi|219846366|ref|NR_025957.1 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 37970 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
28220 Bacteria_16S 3810573 3810537 25 61 gi| 219846356 |ref|NR_025947.1 
strain B62 16S ribosomal RNA, complete sequence 3809177 38107 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
28220 Bacteria_16S 3813728 3813692 25 61 gi|219846354|ref|NR_025945.1 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 381232 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonas. 

28220 Bacteria_16S 3824473 3824437 25 61 gi| 219846347 |ref|NR_025938.1 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 382454 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; P 
Haemophilus. 

28220 Bacteria_16S 3836422 3836386 25 61 gi|219846338|ref|NR_025928.1 


cteria; 


612 Bacteria; 


s Bacteria; 


3527840 3527804 25 


Firmicutes; 
3567701 3567665 25 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


3588930 3588894 25 


3605866 3605830 25 


ATCC 33612 16S ribosomal RNA, 
Bacteroidetes; 


3607403 3607367 25 


3634347 3634311 25 


3658805 3658769 25 


Proteobacteria; 


3661907 3661871 25 


3668035 3667999 25 


3669541 3669505 25 


3671047 3671011 25 


3672555 3672519 25 


3674063 3674027 25 


rain ATCC 43762 16S ribosomal 
cteria; 


Proteobacteria; 
3681739 3681703 25 


Flavobacteria; 
3696753 3696717 25 


61 


rain DSM 3847 16S ribosomal RNA, 
Clostridia; 


61 


61 


n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 


61 


61 


ATCC 33624 16S ribosomal RNA, partial 


Bacteroidetes; Flavobacteria; 


61 


s strain S411 16S ribosomal RNA, parti 
Proteobacteria; 


61 


in ACAM 456 16S ribosomal RNA, partial 
Gammaproteobacte 


61 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 


61 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


61 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; 


215 16S ribosomal RNA, partial sequen 
idetes; 


Enterobacteriaceae; Erwin 
61 gi| 219846457 |ref|NR_026048.1 
3669690 36711 

Enterobacteriaceae; Brenn 

61 gi| 219846456 |ref|NR_026047.1 

e 3671196 3672653 Pectob 

Enterobacteriales; Enterobacteriac 

61 gi|219846455|ref|NR_026046.1 

RNA, partial sequence 367270 
Gammaproteobacteria; Enterobacteriales; 
61 gi|219846450|ref|NR_026041.1 

ce 3680374 3681813 Polari 

Flavobacteriales; Flavobacteriaceae; Pola 
61 gi|219846439|ref|NR_026030.1 

ce 3695371 3696836 Actino 


M319 16S ribosomal RNA, partial sequen 


strain C-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


Desulfur 


partial 
Flavobact 


Gammaprote 


Enteroba 


219846558 
et 
idiales; 

219846531 


gi 
compl 
Clostr 


gi 


3566301 35677 


onaceae; 
219846517 
nce 
ellales; 
219846503 
sequence 
eria; 


gi 


gi 


219846502 
sequence 
ob 
219846483 
al 
ob 


gi 


Flav 
gi 


acteria; 


219846466 
sequence 
ria; 
gi|219846464 
3660516 36619 


gi 


219846459 
36666 
cteriales; 
gi|219846458 
3668184 36696 


gi 


e sequen 
Cc 


Vv 


35875 


D 


Flav 


acterial 


sequenc 


Alter 


eromonad 


ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; 
ref|NR_026123.1 


ibrio. 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026095.1 
3604483 360597 


obacteriales; Fl 


ref |NR_026094.1 

3606022 360747 
es; Flavobacteri 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_026058.1 

3657404 365891 
omonadales; 
ref|NR_026056.1 


aceae; Glaciecol 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026049.1 


Cc 


Shewanellaceae; 


Clostridium 
8 Clostridium 
lostridium. 

Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Shewanella 
0 Shewanella 
Shewanella. 
Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 

Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 
Enterobacteriaceae; 


Polaribacter 
bacter filamentus 
ribacter. 
Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Mycoplasma alvi strain 


ria; Tenericutes; 


Polaribacter 

bacter franzmannii 
ribacter. 

Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Halomonas halodurans 


3835060 3836533 Halomonas halodurans Bacteria; 


28220 Bacteria_16S 
strain 62 16S rib 


3837952 3837916 25 


osomal RNA, partial sequence 


61 


gi|219846337 
3836584 38380 


ref 
63 Halomonas pacifica Bacteria; 


NR_025927.1 


Halomonas pacifica 


Proteobacteria; 
28220 
pelophila strain 
Bacteria; 
28220 
lacurosei strain 
Bacteria; 
28220 


28220 


Tenericutes; Moll 
28220 
halodenitrificans 
halodenitrificans 
Halomonas. 
28220 


Proteobacteria; 
28220 
strain DSS12 16S 
Proteobacteria; 

28220 


Proteobacteria; 
28220 
strain KMM 6020 1 
Bacteroidetes; Fl 
28220 
KMM 6031 16S ribo 
Flavobacteria; Fl 
28220 
lipolyticum strai 
Bacteria; Proteob 
28220 
flavimaris strain 
flavimaris Bacter 
Marinobacter. 
28220 
strain SW-120 16S 
Proteobacteria; 
28220 
strain TF-22T 16S 
Proteobacteria; G 
28220 
HDS1-1 16S riboso 
Gammaproteobacter 
28220 
strain SS20 16S r 
Proteobacteria; G 
28220 
maritimus strain 
Bacteria; Proteob 
28220 
strain KMM 3951 1 
Bacteroidetes; Fl 
28220 
strain KMM 3949 1 
Bacteroidetes; Fl 
28220 
strain KMM 3947 1 
Bacteroidetes; Fl 
28220 
sedimenticola str 
sedimenticola Bac 
28220 


G 
Bacteria_1 


Proteob 
Bacteria_1 
Firmicu 
Bacteria_1 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
hibernum Bacteria 
Bacteria_16S 
strain 4229 16S r 


Bacteria_16S 


Bacteria_16S 
strain Gl 16S rib 
G 
Bacteria_16S 
G 
Bacteria_16S 
strain DSK1 16S r 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ammaproteobacteria; Oceanospirillales; 
6S 3839498 3839462 25 61 gi 
4B 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; 
6S 3842549 3842513 25 61 
H200 16S ribosomal RNA, 
tes; Clostridia; Halanaerobiales; 
6S 3844077 3844041 25 61 


gi 


gi 


; Bacteroidetes; Flavobacteria; 


3860611 3860547 25 88 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3893035 3892999 25 61 gi 
strain DSM 735 16S ribosomal 
Bacteria; Proteobacteria; 


gi 


RNA, 


3914287 3914251 25 

osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3951688 3951652 25 61 gi 
ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
3953246 3953210 25 61 
ibosomal RNA, partial sequence 


61 gi 


gi 


3988566 3988530 25 61 gi 


avobacteriales; Flavobacteriaceae; 
4003427 4003391 25 61 gi 
acteria; Gammaproteobacteria; 


4021556 4021520 25 61 gi 


4029139 4029103 25 61 
ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
4045862 4045826 25 61 
ribosomal RNA, partial sequence 


gi 


Ss 
gi 


4047394 4047358 25 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


61 gi 


sequence 
Thiotric 


complete seque 


Hala 


Flavob 


compl 
Gammaproteo 


s 


ammaproteobacteria; Alteromonadales; M 


Pib 


n M37 16S ribosomal RNA, partial seque 
Vibriona 


4044490 40 
ammaproteobacteria; Alteromonadales; Alt 


4045996 4047515 Vi 


H 
219846336 


hales; 
219846334 
nce 
na 
219846333 
equence 
ac 
219846322 


3859256 38606 


219846300 
bacteria; 


219846285 


3912908 39143 
nterobac 


E 
219846258 


3950287 39517 
hewanellac 


219846257 


3951843 39533 
itellace 


or 
219846233 


6S ribosomal RNA, partial sequence 3987206 39886 


ocella. 
219846223 
nce 40020 
les; 
219846209 
uence 

a; 


219846204 


4027757 40292 


hewanellac 
219846190 
459 
eromo 
219846189 
bri 


alomonad 


38381 
Pis 


38411 
erobiace 


teriales 


ete sequ 


Vibri 


Alteromonad 


nad 


aceae; Halomonas 

ref |NR_025926.1 

14 3839581 Thiomi 

cirickettsiaceae 

ref|NR_025924.1| Halanaerobium 

23 3842666 Halanaerobium lacurosei 

ae; Halanaerobium. 

ref|NR_025923.1| Flavobacterium 
3842717 3844177 Flavobacterium 

; Flavobacteriaceae; Flavobacterium. 

ref|NR_025912.1| Mycoplasma imitans 

94 Mycoplasma imitans Bacteria; 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 


, 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


ref 
ence 
Ocea 


NR_025890.1 
389163 
nospirillale 


ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_025848.1| Shewanella violacea 
92 Shewanella violacea Bacteria; 

eae; Shewanella 
ref|NR_025847.1| Moritella japonica 
48 Moritella japonica Bacteria; 

ae; Moritella. 
ref|NR_025823.1| Aquimarina muelleri 
32 Aquimarina muelleri Bacteria; 


avobacteria; Flavobacteriales; Flavobacteriaceae; Aquimarina. 
3991535 3991499 25 61 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
somal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 


Photobacterium 
acterium lipolyticum 
cterium. 
Marinobacter 

2 Marinobacter 
monadaceae; 


ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025799.1 
4020178 402167 
ales; Altero 


ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 

eae; Shewanella 
ref|NR_025780.1| Alteromonas litorea 
45 Alteromonas litorea Bacteria; 
aceae; Alteromonas. 

ref|NR_025779.1| Vibrio ezurae strain 
© ezurae Bacteria; Proteobacteria; 


4056316 4056280 25 61 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
ibosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

4057802 4057766 25 61 gi|219846182|ref|NR_025772.1| Microbulbifer 
TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

4088309 4088273 25 61 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 
6S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4089800 4089764 25 61 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 
6S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4091289 4091253 25 61 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
6S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4092785 4092749 25 61 gi|219846158|ref|NR_025748.1| Maribacter 
ain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4094266 4094230 25 61 gi|219846157|ref|NR_025747.1| Arenibacter certesii 


strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; 


Flavobacteriaceae; Arenibacter. 


28220 Bacteria_16S 


28220 Bacteria_16S 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 
28220 Bacteria_16S 4124453 4124417 25 61 gi|219846134|ref|NR_025724.1 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 412310 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
Volucribacter. 

28220 Bacteria_16S 4128979 4128943 25 61 gi|219846131|ref|NR_025721.1 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 412904 


halophilus Bacteria; 
Aestuariibacter. 
28220 Bacteria_16S 
salexigens strain JC2042 


4104619 4104583 25 
HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vib 


Pro 


4130468 4130432 25 


61 


61 


61 


4103238 4104753 Vibri 
rionales; Vibrionaceae; Vibrio. 
4115299 4115263 25 


strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 41153 


teobacteria; Gammaproteobacteria; 


gi|219846150 


gi|219846141 


gi| 219846130 


fo} 


Alteromonadales; 


ref 


ref 
54 Ulvibacter litoralis Bacteria; 


ref 


NR_025740.1 
gallicus Bacte 


NR_025731.1 


Altero 


NR_025720.1 
4129099 413053 


Vibrio gallicus strain 
ria; Proteobacteria; 


Ulvibacter litoralis 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 


salexigens Bacteria; 


Aestuariibacter. 
28220 
strain Tab-4c 16S 
Tenericutes; Moll 
28220 
strain HYOS-1 16S 
Tenericutes; Moll 
28220 
strain TN-1 16S 
Tenericutes; Moll 
28220 


lampyridicola Bac 
28220 
strain TABS-2 16S 
Tenericutes; Moll 
28220 
strain 23-6 16S r 
Tenericutes; Moll 
28220 
strain AES-1 16S 
Tenericutes; Moll 
28220 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Alteromonadales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 
Entomoplasmatale 
Bacteria_16S 


4138121 4138057 25 88 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4142817 4142753 25 88 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4144383 4144319 25 88 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4147515 4147451 25 88 
teria; Tenericutes; Mollicutes; 
4150635 4150571 25 88 
ribosomal RNA, partial sequence 


Spiroplasmataceae; 


Spiroplasmataceae; 


Spiroplasmataceae; 


gi|219846122 
4136739 41382 
Sp 
gi|219846119 
4141437 41429 
Sp 
gi|219846118 
4143001 41445 
Sp 


gi|219846116 


gi|219846114 
4149264 41507 


Bacteria_16S 


Bacteria_16S 


icutes; 


icutes; 


icutes; 


ibosoma 


Entomoplasmatales; 


4152197 4152137 29 
1 RNA, partial sequence 


Entomoplasmatales; 


4155194 4155130 25 
ribosomal RNA, 


Entomoplasmatales; 


partial sequence 


Spiroplasmataceae; 


88 gi 


88 gi 


219846113 
4150819 41521 
Spiroplasmataceae; 
219846111 
4153813 41553 
Spiroplasmataceae; 


Sp 


Sp 


Sp 


4156760 4156696 25 88 


Bacteria_16S 


strain EC-1 16S ribosoma 


Tenericutes; Mollicutes; 
28220 Bacteria_16S 
strain BARC 857 16S ribo 
Tenericutes; Mollicutes; 
28220 Bacteria_16S 


28220 Bacteria_16S 
strain CHPA-2 16S 


gi|219846110 


ref 


iroplasma. 
ref 


iroplasma. 
ref 


iroplasma. 
ref 
ref 


iroplasma. 
ref 


iroplasma. 
ref 


iroplasma. 
ref 


NR_025712.1 
54 Spiroplasma turonicum Bacteria; 


NR_025709.1 
50 Spiroplasma montanense Bacteria; 


NR_025708.1 
16 Spiroplasma litorale Bacteria; 


NR_025706.1 

4146134 4147648 Spiroplasma 
s; Spiroplasmataceae; 
NR_025704.1 
68 Spiroplasma helicoides Bacteria; 


NR_025703.1 
96 Spiroplasma floricola Bacteria; 


NR_025701.1 
27 Spiroplasma culicicola Bacteria; 


NR_025700.1 


Alteromonadaceae; 


Spiroplasma turonicum 


Spiroplasma montanense 


Spiroplasma litorale 


Spiroplasma 
Spiroplasma. 
Spiroplasma helicoides 
Spiroplasma floricola 


Spiroplasma culicicola 


Spiroplasma corruscae 


Entomoplasmatales; 


4164488 4164424 25 


Entomoplasmatales; 


1 RNA, partial sequence 


88 gi 


4155378 41568 
Spiroplasmataceae; 
219846105 
somal RNA, partial sequence 4163118 41646 


Sp 


iroplasma. 
ref 


NR_025695.1 
23 Mesoplasma tabanidae Bacteria; 


4175169 4175105 25 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 
grammopterae Bacteria; Tenericutes; Mollicutes; 
4181322 4181258 25 
ribosomal RNA, partial sequence 


88 


88 


93 Spiroplasma corruscae Bacteria; 


Mesoplasma tabanidae 


Tenericutes; Moll 


icutes; 


Entomoplasmatales; 


4185825 4185761 25 88 


28220 Bacteria_16S 
strain PIMN-1 16S 


ribosomal RNA, partial sequence 


4184459 41859 


Entomoplasmataceae; Mesoplasma. 
gi| 219846097 |ref|NR_025687.1| Mesoplasma 
4173799 4175287 Mesoplasma 
Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
4179947 4181446 Mesoplasma chauliocola Bacteria; 
Entomoplasmataceae; Mesoplasma. 
gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 


49 Entomoplasma 


luminosum Bacteria; 


Tenericutes; Moll 
28220 
strain G3-29 16S 
Proteobacteria; 
28220 
lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 
28220 
strain CA15-8 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 


28220 
strain SwW49 16S r 
Bacteroidetes; Fl 
28220 
strain F2R9 16S r 
Proteobacteria; G 


icutes; 


Entomoplasmatales; 


Entomoplasmataceae; E 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


4187382 4187346 25 61 
ribosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Bacteria_16S 


4191990 4191954 25 61 


ria; Proteobacteria; 
4200925 4200889 25 61 
ribosomal RNA, partial sequence 


4229746 4229710 25 61 
ibosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
4235826 4235790 25 61 
ibosomal RNA, partial sequence 


n SM-19 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Flavobacteriaceae 


ammaproteobacteria; Enterobacteriales; 


28220 Bacteria_16S 


Firmicutes; Lactobacilla 


31761 
strain SS 1019 16S ribosomal RNA, partial sequence 


31688 15 89 


les; Aerococcaceae; 


ntomoplasma. 


gi|219846085|ref|NR_025675.1| Vibrio superstes 
4186000 4187486 Vibrio superstes Bacteria; 
Vibrio. 
gi|219846081|ref|NR_025671.1| Marinobacter 
4190616 4192088 Marinobacter 
Alteromonadales; Alteromonadaceae; 
gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 


4199561 42010 


gi| 219846049 
4228378 42297 


gi|219846045 
4234473 42358 
Enterobac 


ref 


; Aequorivita. 
ref 


teriaceae; 


31 Arthrobacter 
; Micrococcaceae; 
NR_025639.1 
99 Aequorivita antarctica Bacteria; 


NR_025635.1 
84 Klebsiella variicola Bacteria; 
Kleb 


gi| 265679043 
30363 31864 


Facklamia. 


ref 


koreensis Bacteria; 
Arthrobacter. 
Aequorivita antarctica 


Klebsiella variicola 


siella. 


NR_029351.1 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


28220 
strain OY 0-002 1 
Proteobacteria; 
28220 


Firmicutes; 
28220 


Bacteria_16S 


G 
Bacteria_16S 
strain 6VI 16S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 

thermophilum strain H-6-12 16S ribosomal RNA, 


175978 175914 25 89 gi 


183487 183410 16 94 gi 
Clostridiales; 
205089 205015 15 


Clostridiaceae; 
89 gi 
complete 


thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dic 


28220 
strain GraTa 2 16 
Fusobacteria; 
28220 
strain VPB 4027 1 
Fusobacteria; 
28220 
strain WSU 86/104 


Bacteria_16S 


Fusobacteriales; 
Bacteria_16S 


Bacteria_16S 


627160 627086 15 89 

S ribosomal RNA, partial sequence 
Fusobacteriaceae; 
634777 634703 15 89 


gi 


gi 


Fusobacteriaceae; 
974038 973971 25 91 
4 16S ribosomal RNA, 


gi 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


28220 
acetoxidans strai 


acetoxidans Bacteria; 


Desulfobacca. 
28220 
ATCC BAA-548 16S 


Bacteria_16S 
n ASRB2 16S ribosomal RNA, partial seque 
Deltaproteobacteria 


Bacteria_16S 


1027512 1027435 11 89 gi 


Proteobacteria; 


1181823 1181788 25 60 
ribosomal RNA, partial sequence 


gi 


Bacteria; Lentisphaerae; Victivallales; Victivallaceae; 


28220 
strain HI 11/12 1 
Bacteria; Aquific 
28220 
gonidiaformans st 


gonidiaformans ATCC 25563 Bacteria; 


28220 
HTCC2155 strain H 


HTCC2155 Bacteria; 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1231702 1231639 25 
6S ribosomal RNA, 


87 gi 


antarcticus strain CMS 26o0r 16S ribosomal RNA, partial 


antarcticus Bacteria; 
Bacteria_16S 


28220 
paucivorans strai 


paucivorans Bacteria; 
Bacteria_16S 


28220 
thermolithotrophu: 


28220 
strain SCH-89 16S 


28220 
subterraneus stra 


28220 
hydrogenophilus s 


Firmicutes; Bacillales; 
2040762 2040689 15 89 gi 
n 2992-95 16S ribosomal RNA, partial s 
Firmicutes; 
2088451 2088401 11 


62 gi 


2537143 2537085 31 89 
ribosomal RNA, partial sequence 


gi 


2824220 2824157 25 87 gi 


2996615 2996552 25 87 gi 
train Z-829 16S ribosomal RNA, partial 


hydrogenophilus Bacteria; Aquificae; Aquificales; Aquif 


28220 


Bacteria_16S 


3048298 3048225 15 89 gi 


tabacinasalis strain GF112B 16S ribosomal RNA, partial 


tabacinasalis Bac 
28220 
strain 1607-97 16 
Firmicutes; 
28220 


Lactobacillales; 


Bacteria_16S 


Lactobacillales; Aerococcaceae; 
Bacteria_16S 
700631 16S ribosomal RNA, partial sequence 


teria; Firmicutes; 
3091969 3091896 15 89 
S ribosomal RNA, partial sequence 


gi 


3101000 3100927 15 89 gi 


Aerococcaceae; Facklamia. 


complete sequence 


Planococcac 


Lactobacillales; Aeroco 
m strain BSA 16S ribosomal RNA, partial 


thermolithotrophum Bacteria; Aquificae; Aquificales; Desu 
Bacteria_16S 


Lactobacillales; Aero 


28220 


strain NCFB 3026 
Fusobacteria; 


28220 


strain Milford 74 
Proteobacteria; 


28220 


nigripulchritudo 
nigripulchritudo 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Fusobacteriales; 


Bacteria; 


3500551 3500477 15 


3558714 3558650 25 


3563229 3563165 25 


3601279 3601206 15 


89 gi 


89 gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrion 
219846534 


89 gi 


strain 164 16S ribosomal RNA, partial 
Proteobacteria; 


Gammaproteob 
89 gi 


Cetobact 
219846537 
35572 


se 


Fusobact 
265678395 
97261 


se 


eq 


s 
ic 


se 


se 
ac 


265678946 
6S ribosomal RNA, partial sequence 174571 17599 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
265678941 
182124 18361 
Clostridium. 
265678927 


quence 


tyoglomaceae; 
265678634 
625776 62729 
Ilyobact 
265678628 
6S ribosomal RNA, partial sequence 633402 63487 
Fusobacteriales; 


er. 


erium. 


265678360 


nce 


; Syntrophobacterales; 


228717635 
1180467 11819 
Victivallis. 
219878275 
complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermocri 
Bacteria_16S 


nis. 


1358839 1358765 15 89 gi|228720055|ref|NR_027588.1 

rain ATCC 25563 16S ribosomal RNA, partial sequence 135754 
Fusobacteria; Fusobacteriales; Fusobacteriace 

1372406 1372371 25 60 gi| 228718145 |ref|NR_027571.1 
TCC2155 16S ribosomal RNA, partial sequence 1371035 137251 
Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera 
1809379 1809307 15 89 gi|219878330|ref|NR_025469.1 


quence 
eae; 


uence 


nce 
ae; 


aceae; 


219846890 


quence 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriaceae; 


erium. 


aceae; 


quence 
teria; 


219846506 


Planococcus. 
219878168 


ccaceae; 
219878131 
sequence 
lfurobacteriaceae; 
219857353 
2535834 25371 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyp 
Bacteria_16S 


Hydrogenobacter. 
219846926 
equence 


coccaceae; 
219846861 
3090574 30919 
Ignavigranum. 
219846855 
3099595 3101003 Facklamia 


ref |NR_029254.1 
Vibrio. 
ref |NR_029249.1 


ref |NR_029235.1 
203662 205201 


ref |NR_028939.1 


ref |NR_028933.1 
3 Fusobacterium 


ref |NR_028697.1 
7 974173 Waddli 


ref|NR_028662.1 
1026088 102759 
s 


ref|NR_027565.1 


ref|NR_025414.1 
93 Thermocrinis 


1807983 180946 
ref|NR_025307.1 
2039358 204086 
Dolosicoccus. 
ref|NR_025270.1 

2087053 208849 
Desul 
ref|NR_024941.1 
Hyphomonas 
ref|NR_024729.1 

2822817 282431 


ref|NR_026518.1 
2995219 299673 
Hydrogenobacter. 

ref |NR_026482.1 
3046902 304840 
Facklamia. 


ref |NR_026453.1 


ref |NR_026447.1 


ignava Bact 


ref |NR_026168.1 
73 Cetobacterium 


ref|NR_026129.1 
98 3558733 Vibrio 
Vibrio. 
ref|NR_026126.1 

3561815 356324 
Vibrionales; Vibr 


Dictyoglomus. 


Dictyoglomus 
Dictyoglomus 


equinum Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Fusobacterium 


ae; Fusobacterium. 


Planococcus 
1 Planococcus 


Dolosicoccus 
7 Dolosicoccus 


furobacterium. 


Hydrogenobacter 
3 Hydrogenobacter 


Hydrogenobacter 
2 Hydrogenobacter 


Facklamia 
3 Facklamia 


eria; Firmicutes; 


Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 


Clostridium irregulare 
2 Clostridium irregulare Bacteria; 


Ilyobacter tartaricus 
0 Ilyobacter tartaricus Bacteria; 


Fusobacterium equinum 


Waddlia chondrophila 
a chondrophila Bacteria; 


Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 


Thermocrinis albus 
albus DSM 14484 


0 1358872 Fusobacterium 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


Desulfurobacterium 
8 Desulfurobacterium 


Hyphomonas oceanitis 
42 Hyphomonas oceanitis Bacteria; 
homonadaceae; 
219856908 
in HGP1 16S ribosomal RNA, partial seque 
subterraneus Bacteria; Aquificae; Aquificales; Aquificace 
Bacteria_16S 


Ignavigranum ruoffiae 
90 Ignavigranum ruoffiae Bacteria; 


Facklamia ignava ATCC 


Cetobacterium ceti 
ceti Bacteria; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 


ref|NR_026098.1 


Dolosigranulum pigrum 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 


28220 
parapertussis str 
parapertussis Bac 
28220 
acidophilum strai 
Bacteria; Aquific 
28220 
condimenti strain 
Bacteria; Firmicu 
28220 
gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 
28220 
proteolyticus str 
proteolyticus Bac 
Coprothermobacter 
28220 
saccharolyticus s 
saccharolyticus B 
28220 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequenc 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Sedimentibacter. 

28220 Bacteria_16S 453641 453596 15 61 gi| 265678752 


strain R 16089 16 
Firmicutes; Bacil 
28220 
strain R 16086 16 
Firmicutes; Bacil 
28220 
strain SB2B 16S r 
Proteobacteria; G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3806055 3805991 25 89 


gi 


eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

203483 203414 25 94 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 
313145 313100 15 61 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
329862 329793 25 94 gi 


S ribosomal RNA, complete sequence 
lales; Macrococcus. 

455240 455195 15 61 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

1012267 1012202 25 89 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


gi 


gi 


s 


ain 522 16S ribosomal RNA, partial sequence 


452220 45376 


453819 45536 


1010904 10123 


219846359 


v 


265678928 
ence 20208 
naerobacte 


265678852 
equence 


ylococcus. 
265678841 


265678751 


265678370 


hewanellac 


Actinomyceta 


NR_025950.1 
2 


Bordetella 
3 Bordetella 


teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
3957668 3957605 25 87 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
n 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
ae; Aquificales; Aquificaceae; Hydrogenobaculum. 
40597 40552 15 61 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
tes; Bacillales; Staphylococcus. 
136414 136344 25 94 gi|265678972|ref|NR_029280.1| Actinomyces 
in 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 


les; Actinomycineae; 

ref |NR_029236.1| Coprothermobacter 
7 203611 Coprothermobacter 
rales; Thermodesulfobiaceae; 
ref|NR_029158.1| Staphylococcus 

311738 313264 Staphylococcus 
ref|NR_029146.1| Sedimentibacter 
e 328486 329942 Sedimentibacter 
Clostridiales Family XI. Incertae 
ref|NR_029057.1| Macrococcus lamae 
8 Macrococcus lamae Bacteria; 
ref|NR_029056.1| Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


ref|NR_028672.1| Shewanella amazonensis 
50 Shewanella amazonensis Bacteria; 


28220 


succinus subsp. 


28220 


Bacteria_16S 
s 


Bacteria_16S 


1019807 1019762 15 


1101464 1101395 25 


61 


94 


gi 


uccinus strain AMG-D1 16S ribosomal RNA, 


Staphylococcus succinus subsp. succinus Bacteria; 


gi 


strain TO-931 16S 
Firmicutes; Clost 
28220 
moniliformis DSM 
DSM 12112 Bacteri 
28220 
DSM 20544 16S rib 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1157537 1157464 15 88 gi 
12112 1 
a; Fusobacteria; Fusobacteriales; 
1165144 1165100 16 61 
osomal RNA, partial sequence 


gi 


1100149 11015 


6S ribosomal RNA, partial seque 
Fuso 


1163739 11652 


265678365 
complet 


265678309 


228721492 
nce 11561 
bacteriace 
228720667 


Firmicutes; 


eae; Shewanella. 

ref|NR_028667.1] Staphylococcus 

e sequence 1018386 1019933 
Bacillales; Staphylococcus. 

ref|NR_028611.1| Clostridium hiranonis 


Clostridium. 


41 Clostridium hiranonis Bacteria; 


ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacillus. 

ref|NR_027596.1| Mitsuokella multacida 
49 Mitsuokella multacida DSM 20544 


Streptobacillus 
obacillus moniliformis 


Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

28220 Bacteria_16S 1177292 1177223 25 94 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28220 Bacteria_16S 1294881 1294836 15 61 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

28220 Bacteria_16S 1320718 1320673 15 61 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

28220 Bacteria_16S 1322260 1322215 15 61 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

28220 Bacteria_16S 1361832 1361752 12 94 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

28220 Bacteria_16S 1419007 1418938 25 94 gi|224581446|ref|NR_027228.1| Helcococcus ovis 


strain s840-96-2 
Firmicutes; Clost 
28220 
strain GD521 16S 
Firmicutes; Bacil 
28220 
subsp. 
subsp. 


sciuri str 
sciuri Bac 


Bacteria_16S 


Bacteria_16S 


ridia; Clostridiales; 
1434451 1434406 15 61 

ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1479972 1479927 15 61 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 


gi 


16S ribosomal RNA, partial sequence 1417633 14190 
Clostridiales Family XI. 


1433051 14345 


28220 


Bacteria_16S 


1651023 1650987 25 


61 


VKM B1479 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 


gi 


L 
224581433 


219878381 
ete sequen 
ococcus. 


neer 


ce 1478573 14801 


55 Helcococcus ovis Bacteria; 

tae Sedis; Helcococcus. 
ref|NR_027215.1| Staphylococcus felis 
25 Staphylococcus felis Bacteria; 


NR_025520.1 
0 


ref Staphylococcus sciuri 


0 Staphylococcus sciuri 


219878442 


ref|NR_025581.1 


Labrys monachus strain 


1649700 1651141 Labrys monachus Bacteria; 


28220 
saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 
28220 
olearium strain §S 
Bacteria; Firmicu 
28220 
strain VB32 16S r 
Proteobacteria; B 
28220 
oxidotolerans str 
oxidotolerans Bac 
28220 
terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 
28220 
transvaalensis st 
transvaalensis Ba 
28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1768425 1768356 25 94 gi 
ZF2 16S ribosomal RNA, partial sequenc 
tes; Clostridia; Clostridiales; Clostr 


e 


2505310 2505246 25 89 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2653135 2653071 25 89 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 
2707088 2707043 15 61 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2760910 2760841 25 94 gi 

15668 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 


sp 


eq 
le 


2795560 2795491 25 94 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 


se 
id 


219878359 


idial 


219857379 


yel 


219857184 
uence 

s Family 
219857146 


ce 
es; 


219857120 


que 
ial 


219856851 


iraceae; 
219857223 
2651733 26532 


17670 
es Fa 


25039 


aceae 


27595 
Pseu 


nce 


es; C 


vitulinus strain 
vitulinus Bacteri 


28220 


pasteuri strain ATCC51129 
pasteuri Bacteria; 


28220 


lugdunensis strai 
lugdunensis Bacte 


28220 


strain ATCC 43959 
Bacteria; 


28220 


delphini strain ATCC 4917 
delphini Bacteria; 


28220 


strain ATCC 35538 
Bacteria; 


28220 


arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
arlettae Bacteria; 


28220 


strain GraMall 16 
Proteobacteria; 


28220 Bacteria_16S 3152074 3152033 12 54 gi| 219846821 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulfovibrio. 

28220 Bacteria_16S 3373855 3373786 25 94 gi|219846668 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halo 
28220 Bacteria_16S 3845626 3845581 15 61 gi| 219846332 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 38456 
Firmicutes; Bacillales; Staphylococcus. 

28220 Bacteria_16S 4010992 4010927 25 89 gi| 219846216 
strain R22 16S ribosomal RNA, partial sequence 4009610 40110 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
28220 Bacteria_16S 4198009 4197960 40 89 gi| 219846077 
strain G2 16S ribosomal RNA, partial sequence 4196627 41980 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

28220 Bacteria_16S 76990 76926 25 89 gi| 265679013 


thiosulfatiphilum strain 6230 16S ribosomal RNA, partia 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; 


28220 


aminovalericum st 
aminovalericum Ba 


28220 


Bacteria_16S 2908613 2908568 15 61 


a; 
Bacteria_16S 


Bate in si6e 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmic 


n ATCC 4 
ria; 


168 rib 
Firmicutes; 
Firmic 
16S rib 
Firmicutes; 
Firmicutes; 


S ribosomal RNA, 
Deltaproteobacteria; Desulfuromonadales 


cteria; 


ATCC 51145 16S ribosomal RNA, 


Firmicutes; Bacillales; 
2910159 2910114 15 


utes; Bacillales; 
2911703 2911658 15 


Firmicutes; Bacillales; 
2913245 2913200 15 


Bacillales; 
2914789 2914744 15 


utes; Bacillales; 
2916332 2916287 15 


Bacillales; 
2917874 2917829 15 


Bacillales; 
3052817 3052745 16 


189719 189655 25 


Firmicutes; 
248097 248032 25 


61 


61 


61 


61 


61 


61 


89 


89 


89 


gi 


partial 
Staphylococ 


gi 


16S ribosomal RNA, partial sequence 
Staphylococc 


gi 


3809 16S ribosomal RNA, partia 
Staphyloc 


gi 


osomal RNA, partial sequence 
Staphylococcus. 


gi 


1 16S ribosomal RNA, partial s 
Staphylococc 


gi 


osomal RNA, partial sequence 
Staphylococcus. 


gi 


Staphylococc 


gi 


complete sequence 3051418 30529 


gi 


rain DSM 1283 16S ribosomal RNA, parti 


Clostridia; Clostr 


gi 


sequence 
cus. 
219856850 


us 
219856849 
1 sequence 
occus. 

219856848 
29118 


219856847 
equence 
us 
219856846 
29149 


219856845 
equence 

us 
219846887 


; Pelobact 


1 sequence 
Ch 
265678937 
al sequenc 
idiales; C 
265678897 


ref |NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 


ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref|NR_024851.1 
; Azoarcus. 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref |NR_024774.1 
56 2761026 Actino 


ref|NR_024748.1 

2794179 279557 
lostridiaceae; 
NR_024670.1 
2907194 290869 


ref 
ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref |NR_026479.1 


erac 
ref 


eae; Malonom 
NR_026413.1 
150676 315218 
fovibrionales; D 


Ww 


ref |NR_026260.1 
3372496 337395 

bacteroidaceae; 

ref|NR_025922.1 


ref|NR_025806.1 
eae; Idiomarina. 
ref |NR_025667.1 
08 Anoxybacillus 


ref |NR_029321.1 
75652 77039 
lorobiaceae; Chl 
ref |NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref |NR_029205.1 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Sporobacterium 
acterium olearium 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Actinokineospora 
kineospora terrae 


donocardineae; Actinosynnemataceae; 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


onas. 
Desulfovibrio 

4 Desulfovibrio 

esulfovibrionaceae; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Clostridium 
Clostridium 
lostridium. 
Thermotoga hypogea 


strain SEBR 7054 
Thermotogae; 


Thermotogaceae; Thermotoga. 


28220 


276651 276586 25 89 gi 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogales; 
Bacteria_16S 
strain Hbl 16S ribosomal RNA, partial sequence 


265678876 
275297 276761 Helicobacter bilis Bacteria; 


7 Thermotoga hypogea Bacteria; 


ref|NR_029182.1| Helicobacter bilis 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


28220 Bacteria_16S 
strain ATCC 23392 
Tenericutes; Moll 
28220 Bacteria_16S 
abactoclasticum s 
abactoclasticum B 
28220 Bacteria_16S 
strain KS 0043 16 
Proteobacteria; B 
28220 Bacteria_16S 
ammonificans stra 
ammonificans Bact 
28220 
defluvii strain B 
Bacteria; Proteob 
28220 Bacteria_16S 
strain BSB 41.8 1 


Bacteria_16S 


acteria; 


S ribosomal RNA, 


279681 279616 25 89 


299364 299300 25 89 
308587 308523 25 89 
408835 408798 25 62 
499566 499502 25 89 


501118 501054 25 89 


gi 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


train 6-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Anae 


gi 


complete sequence 307188 30872 
etaproteobacteria; Burkholderiales; Co: 


gi 


in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 


gi 


SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


gi 


6S ribosomal RNA, partial sequence 499730 50125 


265678874 
27832 


265678861 
equence 


265678855 


riales; Co 
265678718 


roplasmata 


les; 


ref |NR_029161.1 


mamo 
ref 


nadaceae; Hy 
NR_029023.1 


ref|NR_029180.1] Mycoplasma gateae 
1 279763 Mycoplasma gateae Bacteria; 
ref|NR_029167.1] Anaeroplasma 

298000 299445 Anaeroplasma 


Anaeroplasmataceae; Anaeroplasma. 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


mamonadaceae; Comamonas. 
265678783|ref|NR_029088.1| Thermovibrio 
uence 407444 408915 Thermovibrio 
obacteriaceae; Thermovibrio. 
265678719|ref|NR_029024.1| Hydrogenophaga 
ence 498178 499679 Hydrogenophaga defluvii 


drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

28220 Bacteria_16S 604345 604308 25 62 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

28220 Bacteria_16S 693930 693865 25 89 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
strain IS1B 16S ribosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 

28220 Bacteria_16S 755079 755015 25 89 gi|265678543|ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
28220 Bacteria_16S 828641 828597 16 61 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

28220 Bacteria_16S 830217 830173 16 61 gi|265678493|ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

28220 Bacteria_16S 943109 943045 25 89 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

28220 Bacteria_16S 944672 944608 25 89 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

28220 Bacteria_16S 946235 946171 25 89 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

28220 Bacteria_16S 947799 947735 25 89 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

28220 Bacteria_16S 950926 950862 25 89 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

28220 Bacteria_16S 952485 952421 25 89 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

28220 Bacteria_16S 954036 953972 25 89 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

28220 Bacteria_16S 955596 955532 25 89 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

28220 Bacteria_16S 979989 979924 25 89 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 
strain II-2 16S ribosomal RNA, partial sequence 978631 980048 Lewinella cohaerens Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

28220 Bacteria_16S 1006226 1006163 25 89 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

28220 Bacteria_16S 1050518 1050481 25 62 gi|265678345|ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

28220 Bacteria_16S 1248326 1248289 25 62 gi|219857449|ref|NR_025037.1| Neochlamydia 


hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 


1246931 1248459 Neochlamydia 


28220 Bacteria_16S 1285730 1285686 16 61 gi 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgal 
28220 Bacteria_16S 1303834 1303770 25 89 gi 


Bacteria; Firmicutes; Clostridia; Clostridiales; Eubact 
28220 Bacteria_16S 1328389 1328341 41 89 gi 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, pa 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacill 
28220 Bacteria_16S 1377031 1376967 25 89 gi 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequen 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
28220 Bacteria_16S 1896555 1896491 25 89 gi 
strain DSM 5651 1 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
28220 Bacteria_16S 1905391 1905327 25 89 gi 
limnaeus strain A26 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
28220 Bacteria_16S 1937164 1937100 25 89 gi 
nitrativorans strain 23310 16S ribosomal RNA, partial s 
nitrativorans Bacteria; Proteobacteria; Betaproteobacte 
28220 Bacteria_16S 2203559 2203494 25 89 gi 
lagogenitalium strain 12MS 16S ribosomal RNA, partial s 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycop 
28220 Bacteria_16S 2282820 2282755 25 89 gi 
phocicerebrale strain 1049 16S ribosomal RNA, partial s 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycop 
28220 Bacteria_16S 2305353 2305289 25 89 gi 
strain KF46F 16S ribosomal RNA, partial sequence 


al 


ce 


D 


al 


eq 
id: 


eq 
la 


eq 
la 


219846054 
sequence 
icoccus. 
219846514 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 13039 
eriaceae; 
219846129 
rtial sequ 


es; L 


228717818 


13 


olderiales 
219878267 
6S ribosomal RNA, partial sequence 1895145 18966 


esulf 


219878260 


19 


es; C 


219878237 


uence 
a; Bu 


219857597 


uence 
smata 


219857545 


uence 
smata 


219857526 
2303983 23054 


ref|NR_025644.1 


St Jeotgalicoccus 
1284334 128584 


0 Jeotgalicoccus 


ref|NR_026106.1| Eubacterium 
66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_025719.1 
ence 132699 
obacillaceae; La 
ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref |NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025185.1 

2202199 220366 
e; Mycoplasma. 
ref |NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 


Lactobacillus sakei 


ctobacillus. 
Polaromonas 


act 


756 


; Polaromonas. 


biacutus Bacteria; 
fococcus. 
Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Comamonas 
7 Comamonas 
monadaceae; 
Mycoplasma 
9 Mycoplasma 


oba 


040 
hro: 


rkh 


cea 

Mycoplasma 
0 Mycoplasma 
cea 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

28220 Bacteria_16S 2315995 2315931 25 89 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
strain KCTC 12005 16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

28220 Bacteria_16S 2326644 2326607 25 62 gi|219857512|ref|NR_025100.1]| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 


Clostridium stercorarium subsp. 
Clostridiaceae; Clostridium. 
28220 Bacteria_16S 2428345 2428289 33 89 
strain GB6 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
28220 Bacteria_16S 2485688 2485623 25 89 gi 
strain TB 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi 


219857439 
2427049 24283 
omonadacea 
219857393 
2484337 24857 


28220 Bacteria_16S 2544102 2544038 25 89 gi| 219857348 |ref|NR_024936.1| Hydrogenophaga 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
28220 Bacteria_16S 2564076 2564011 25 89 gi|219857335|ref|NR_024923.1| Helicobacter 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

28220 Bacteria_16S 2608694 2608631 25 89 gi|219857263|ref|NR_024894.1| Neptunomonas 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 

28220 Bacteria_16S 2645549 2645485 25 89 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

28220 Bacteria_16S 2654617 2654557 29 89 gi|219857222|ref|NR_024850.1| Azoarcus communis 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

28220 Bacteria_16S 2922463 2922399 25 89 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

28220 Bacteria_16S 2982925 2982888 25 62 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

28220 Bacteria_16S 3014883 3014819 25 89 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
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28220 Bacteria_16S 659023 658987 25 61 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 


strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 
28220 Bacteria_16S 671120 671084 25 61 gi|265678602|ref|NR_028907.1| Marinitoga camini 


strain MV1075 16S ribosomal RNA, partial sequence 669757 671225 Marinitoga camini Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 


28220 Bacteria_16S 681814 681778 25 61 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

28220 Bacteria_16S 683219 683183 25 61 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

28220 Bacteria_16S 759693 759657 25 61 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

28220 Bacteria_16S 1054937 1054873 25 88 gi|265678341|ref|NR_028643.1| Sulfurimonas 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 


autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Sulfurimonas. 
28220 Bacteria_16S 1062541 1062505 25 61 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 


28220 Bacteria_16S 1122809 1122745 25 88 gi|228715451|ref|NR_027532.1| Ureaplasma parvum 
serovar 3 str. ATCC 27815 16S ribosomal RNA, partial sequence 1121455 1122893 Ureaplasma parvum 
serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

28220 Bacteria_16S 1467804 1467768 25 61 gi|224581408|ref|NR_027189.1| Treponema putidum 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 1467891 Treponema putidum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

28220 Bacteria_16S 1508561 1508525 25 61 gi|219846303|ref|NR_025893.1| Neisseria elongata 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 1507158 1508633 Neisseria 


elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Neisseria. 
28220 Bacteria_16S 1520522 1520486 25 61 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
28220 Bacteria_16S 1742648 1742612 25 61 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 
28220 Bacteria_16S 2266013 2265977 25 61 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 


28220 Bacteria_16S 2429795 2429747 12 61 gi| 219857438 |ref|NR_025026.1| Desulfotomaculum 
Sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
Ssapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

28220 Bacteria_16S 2662095 2662032 26 89 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

28220 Bacteria_16S 2845492 2845456 25 61 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

28220 Bacteria_16S 3008830 3008794 25 61 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

28220 Bacteria_16S 3628187 3628151 25 61 gi| 219846487 |ref|NR_026079.1| Neisseria gonorrhoeae 
strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

28220 Bacteria_16S 3629776 3629740 25 61 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

28220 Bacteria_16S 3701232 3701168 25 88 gi|219846436|ref|NR_026027.1| Ureaplasma gallorale 
strain D6-1 16S ribosomal RNA, partial sequence 3699882 3701336 Ureaplasma gallorale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

28220 Bacteria_16S 3760893 3760857 25 61 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
strain Co53T 16S ribosomal RNA, partial sequence 3759507 3761025 Borrelia coriaceae Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

28220 Bacteria_16S 3875972 3875936 25 61 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

28220 Bacteria_16S 3888430 3888394 25 61 gi|219846304|ref|NR_025894.1| Vitreoscilla 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
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ncertae Sedis; H 
ref |NR_029207.1 


0 Acholeplasma 


ref|NR_028689.1 
5 Acholeplasma 


1336206 133758 
; Rhodobacterale 


Paenibacillus 


65 2789727 Paenibacillus koleovorans 


Eremococcus coleocola 
occus coleocola 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 
ra. 
ref|NR_029152.1| Acholeplasma palmae 


palmae Bacteria; 


Acholeplasma vituli 


vituli Bacteria; 


ref|NR_027521.1| Staphylococcus 

ial sequence 1317758 1319249 
Staphylococcus. 

ref|NR_027609.1| Phaeobacter 


7 Phaeobacter 
s; Rhodobacteraceae; 


Anoxybacillus. 


NR_025733.1| Anoxybacillus 
1561538 1562913 Anoxybacillus 


Enterobacter cowanii 
cowanii Bacteria; 
Enterobacter. 

ref |NR_025533.1| Cetobacterium somerae 
59 Cetobacterium somerae Bacteria; 


NR_025566.1 
48 Enterobacter 


219878297 


capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 


capitovis Bacteria; 
Corynebacteriaceae; 


Corynebacterium. 


ref |NR_025436.1| Corynebacterium 
1855266 1856599 Corynebacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


28220 


strain VP-5 16S r 


28220 


80 16S ribosomal 
Gammaproteobacter 


28220 


debontii strain F 
Bacteria; Verruco 


28220 


strain E-37 16S r 


28220 


strain SH 106 16S 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2539905 2539848 32 


3564715 3564679 25 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


3707254 3707217 25 


3717698 3717665 25 


217417 217353 25 


291835 291798 25 


89 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


61 


3563299 3564734 Vibri 


62 


58 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


89 


ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Pla 


62 


gi 


2538597 25399 


gi 


gi 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 


gi 


3716418 37177 


gi 


216053 21755 
nctomycetaceae; 


gi 


219857351 


yphomonada 
219846533 


219846432 

37058 

robiales; 
219846425 


265678918 


265678866 


ref|NR_024939.1 


ceae; Hyphomonas 


ref|NR_026125.1 


ref|NR_026023.1 


Verrucomicrobiac 
ref|NR_026016.1 


aceae; 
ref |NR_029226.1 


ref|NR_029172.1 


o nereis Bacteria; 


strain Kol5a 16S 
Aquificae; Aquifi 


ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 


290399 29196 


28220 


vibrioformis stra 
vibrioformis Bact 


28220 


Bacteria_16S 


Bacteria_16S 


eria; 


strain R85-13-6 16S ribosomal RNA, partial sequence 295056 29653 


Proteobacteria; E 


294889 294825 25 


Chlorobi; 
296426 296361 25 


Chlorobia; 


89 


89 


gi 


in 6030 16S ribosomal RNA, partial sequence 
Chlorobiale 


gi 


265678864 


s; Chlorob 
265678863 


ref|NR_029170.1 

293547 295005 
iaceae; Prosthec 
ref|NR_029169.1 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Vibrio nereis strain 
Proteobacteria; 


Prosthecobacter 


70 3707337 Prosthecobacter debontii 


eae; Prosthecobacter. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 
Sagittula. 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 
Blastopirellula. 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Prosthecochloris 

Prosthecochloris 
ochloris. 

Helicobacter mustelae 


6 Helicobacter mustelae Bacteria; 


psilonproteobacteria; Campylobacterale 


Ss; 


Helicob 


acteraceae; 


Hel 


28220 


strain Illinois 1 


28220 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


28220 


strain NCTC 13004 
Bacteria; 


28220 


pametensis strain 
pametensis Bacter 
Helicobacter. 


28220 


glaciale strain ACAM 644 16S ribosomal RNA, partial seq 
glaciale Bacteria; 


28220 


strain MUP 1182 1 


28220 


strain MIT 97-507 


28220 


canadensis strain 
canadensis Bacter 
Helicobacter. 


28220 Bacteria_16S 2400771 2400707 25 89 gi 
chloromethanicum strain CM2 16S ribosomal RNA, partial 

chloromethanicum Bacteria; Proteobacteria; Alphaproteob 
Hyphomicrobium. 

28220 Bacteria_16S 2478174 2478109 25 89 gi 


strain 3T 16S rib 
Tenericutes; Moll 


28220 


hyointestinalis s 


Campylobacterales; 


28220 


caldilitoris stra 
caldilitoris Bact 


28220 


oligophenolica 16 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


Bacteroidetes; 


6S ribosomal RNA, 


ubsp. 


307003 306939 25 


482567 482503 25 
Proteobacteria; 


972477 972412 25 


1128797 1128732 25 


2106621 2106560 29 


2148969 2148932 25 


2293379 2293314 25 


2332613 2332548 25 


2526550 2526485 25 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 
Campylobacteraceae; 


2690570 2690533 25 


2885882 2885834 41 


3212897 3212832 25 


Flavobacteria; 


89 


89 


89 


89 


89 


61 


89 


89 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


89 


62 


89 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


89 


gi 


6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 


gi 


ain Ben 117 16S ribosomal RNA, partial 
Betaproteobacte 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campyl 


gi 


B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


gi 


Flavob 


gi 


complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


5c 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


gi 


NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


2476824 24782 


gi 


gi 


in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 


gi 


2884576 28858 
Sphingomonadales; 


gi 


265678856 


265678730 
sequence 
ria; Rhodo 


265678396 

97110 
obacterale 
253680771 
1 sequence 
ria; Campy 


219878116 

uence 

acteriales 
219857636 


nebacterin 
219857536 
22920 
s; Helicob 
219857508 
sequence 
ria; Campy 


219857460 
sequence 
acteria; R 


219857398 


219857360 
RNA, pa 


219857196 
quence 

ceae; Hydr 
219856866 


Sphingomon 
219846780 


ref |NR_029162.1 
7 Neorickettsia 
ae; 
ref |NR_029035.1 

481171 482647 
cyclales; Rhodoc 


ref |NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref|NR_028019.1 
1127427 112890 
lobacterales; He 
ref|NR_025255.1 
105286 210665 
; Cryomorphaceae 
ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


is} 


ref |NR_025048.1 
2399427 240087 
hizobiales; Hyph 


ref|NR_024986.1 


ref |NR_024948.1 
rtial sequence 


icobacter. 


Neorickettsia risticii 
risticii Bacteria; 


Neorickettsia. 


Quatrionicoccus 
Quatrionicoccus 
yclaceae; 


Campylobacter lanienae 

obacter lanienae 

aceae; Campylobacter. 
Helicobacter 

7 Helicobacter 

licobacteraceae; 


Brumimicrobium 
6 Brumimicrobium 
; Brumimicrobium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 
Helicobacter 
4 Helicobacter 
licobacteraceae; 


Hyphomicrobium 
3 Hyphomicrobium 


omicrobiaceae; 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacter. 


ref|NR_024824.1| Hydrogenivirga 
2689164 2690655 Hydrogenivirga 

ogenivirga. 

ref|NR_024685.1| Sphingomonas 

81 Sphingomonas oligophenolica Bacteria; 

adaceae; Sphingomonas. 

ref|NR_026372.1| Helicobacter 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 


28220 


capsulatus strain 
Bacteria; 


28220 


strain MIT 95-170 
Bacteria; 


28220 


strain Inkinen 16 


28220 


congolense strain 
congolense Bacter 


28220 


fusiformis strain 
Bacteria; Verruco 


28220 


vanneervenii stra 
Bacteria; Verruco 


28220 


strain Hh-2 16S r 


28220 


helveticus strain 
Bacteria; 


28220 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


28220 


strain ST1 16S ri 


28220 


strain CS1 16S ri 


28220 


nitrofigilis stra 
Bacteria; 


28220 


cryaerophilus str 
cryaerophilus Bac 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ia; 


3578218 3578156 27 


216 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


3635873 3635808 25 


3648062 3647997 25 


3677144 3677113 25 


Firmicutes; 


3705736 3705699 25 


3708773 3708736 25 


3802985 3802920 25 


3809039 3808974 25 


3821382 3821317 25 


3822910 3822845 25 


3827492 3827427 25 


3869804 3869739 25 


3871316 3871251 25 


89 


complete sequence 


89 


89 


S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


56 


62 


62 


89 


ibosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


89 


89 


89 


bosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


89 


bosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


89 


89 


gi 


gi 


7 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 


gi 


3646715 36481 


gi 


SEBR 4224 16S ribosomal RNA, partial 


Clostridia; Halanaerobiales; 


gi 


FC4 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicrobiales; 


gi 


gi 


3801626 38030 
Helicobacte 


gi 


gi 


gi 


3821543 38230 
Helicobacte 


gi 


3826129 38276 
Helicobacte 


gi 


in CI 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; C 


gi 


ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteobacteria; 


Arcobacter. 
28220 


Bacteria_16S 
strain S-16 16S ribosomal RNA, partial sequence 


275132 275096 25 61 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 
strain ATCC 23391 


Bacteria_16S 


288689 288653 25 61 gi 
16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 
californicum stra 
californicum Bact 
28220 


Tenericutes; Moll 
28220 


halorespirans Bac 
Sulfurospirillum. 
28220 


28220 
strain Z-7191 16S 
Firmicutes; 
28220 


28220 
strain DSM 2588 1 
Bacteroidetes; 
28220 


Bacteria_16S 


300883 300847 25 61 gi 


804232 804196 25 61 gi 


219846524 


219846482 


219846473 


219846453 


sequence 


219846433 


219846431 


in FC2 16S ribosomal RNA, partial sequence 37073 
microbia; Verrucomicrobiae; Verrucomicrobiales; 


219846361 


219846357 


D5248 16S ribosomal RNA, partial sequence 38076 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; C 


219846349 


n Eaton 90-119-3 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Epsilonproteobacteria; 


219846348 


219846345 


219846316 


219846315 
sequence 


265678877 


273748 27524 


265678868 


265678860 


in ST-6 16S ribosomal RNA, partial sequence 

eria; Tenericutes; Mollicutes; Mycoplasmataceae; 
Bacteria_16S 
strain PG14 16S ribosomal RNA, partial sequence 


265678510 


802889 80433 


35769 
Bradyrhiz 


36345 


37043 


Campylob 


38684 


28734 


ref 


ref 


ref 


ref 


ref 


Verr 
ref 


Verr 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Myc 
ref 


55 Helicobacter 
Helicobacteraceae; 


51 3705819 Prost 
ucomicrobiaceae; 


88 3708856 Prost 


95 Helicobacter 


02 Helicobacter 


3869930 387139 
Campyl 


1 288773 Mycopl 


299496 300945 


NR_026116.1 


obiaceae; 


NR_026074.1 


NR_026065.1 


NR_026044.1 


NR_026024.1 


NR_026022.1 


NR_025952.1 


raceae; 
NR_025948.1 


NR_025940.1 
382000 
NR_025939.1 


raceae; 
NR_025935.1 


raceae; Heli 
NR_025906.1 


NR_025905.1 
obacterales; 


NR_029183.1 


NR_029174.1 


NR_029166.1 


oplasma. 
NR_028813.1 


Bacteria_16S 
halorespirans strain PCE-M2 16S ribosomal RNA, partial 


Bacteria_16S 
strain N-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Bacteria_16S 


Clostridia; 
Bacteria_16S 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 
xylanovorans Bacteria; 
Bacteria_16S 


Sphingobacteria; 
Bacteria_16S 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


icutes; Mycoplasmataceae; Mycoplasma. 
866568 866532 25 61 gi 


874164 874121 46 89 gi 


892139 892072 25 94 

ribosomal RNA, partial sequence 
Halanaerobiales; 

910618 910548 18 


gi 
89 gi 


Firmicutes; Clostridia; 


941559 941523 25 61 gi 


981474 981438 25 61 gi 


265678468 
sequence 
teria; Proteobacteria; Epsilonproteobacteria; 


265678463 
872811 87416 


265678450 
890778 89219 
Halobacteroidaceae; 
265678438 


Clostridiales; 
265678418 
6S ribosomal RNA, partial sequence 940206 941663 Chitinophaga 
Sphingobacteriales; Chitinophagaceae; 
265678390 


ref|NR_028771.1 

865186 866674 
Campylobacterales; 
ref |NR_028766.1 
Cupriavidu 
ref|NR_028752.1 
Orenia. 
ref |NR_028740.1 

909211 910743 
Clostridiaceae; Clo 
ref |NR_028720.1 


ref|NR_028692.1 
980099 981569 Sulfur 


Blastobacter 


05 3578325 Blastobacter capsulatus 
Blastobacter. 


Helicobacter rodentium 


29 3635951 Helicobacter rodentium 
elicobacteraceae; 


Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 
Helicobacter. 


Halanaerobium 


3675717 3677244 Halanaerobium 
Halanaerobiaceae; Halanaerobium. 


Prosthecobacter 


hecobacter fusiformis 


Prosthecobacter. 
Prosthecobacter 


hecobacter vanneervenii 
ucomicrobiaceae; 


Prosthecobacter. 
Helicobacter hepaticus 


hepaticus Bacteria; 
Helicobacter. 


Campylobacter 


88 3809126 Campylobacter helveticus 
ampylobacteraceae; Campylobacter. 


Helicobacter 
8 3821492 Helicobacter 


acterales; Helicobacteraceae; 


Helicobacter muridarum 


20 Helicobacter muridarum Bacteria; 
Helicobacter. 


Helicobacter felis 


felis Bacteria; 


cobacter. 
Arcobacter 


19 3869879 Arcobacter nitrofigilis 
ampy lobacteraceae; 


Arcobacter. 
Arcobacter 

1 Arcobacter 
Campylobacteraceae; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma 
Mycoplasma 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 
Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Clostridium 
Clostridium 

stridium. 

Chitinophaga pinensis 


pinensis Bacteria; 
Chitinophaga. 


Sulfurospirillum 
ospirillum barnesii 
Sulfurospirillum. 


28220 Bacteria_16S 1178773 1178737 25 


61 


DSM 12563 16S ribosomal RNA, partial sequence 


Bacteria; Spirochaetes; 


28220 Bacteria_16S 1390491 1390448 46 


Spirochaetales; Brachyspiraceae; 


89 


gi|228718030 
1177428 11788 


gi|228716586 


Brachyspira. 


bacteriovorus strain HD 100 16S ribosomal RNA, partial 


bacteriovorus HD1 
Bdellovibrio. 

28220 
strain MP145 16S 


28220 


Thermotogae; 
28220 


Proteobacteria; E 
28220 


Bacteria; 


Bacteria_16S 


Bacteria_16S 
viridans strain MPL-11 16S ribosomal RNA, partial seque 
Firmicutes; 


00 Bacteria; Proteobacteria; Deltaprot 


1393381 1393345 25 61 gi 
ribosomal RNA, partial sequence 


1396506 1396470 25 61 gi 


1935684 1935648 25 61 gi 


psilonproteobacteria; Campylobacterale 
2186901 2186828 15 89 gi 


Lactobacillales; Carnobacteriacea 


sequence 


228716184 


1392046 13934 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 
strain KA3 16S ribosomal RNA, partial sequence 


228715882 


219878238 


1934336 19357 


219857608 
nce 21855 


eobacteria; Bdellovibrionales; 


e; Carnobacterium. 


ref|NR_027570.1| Brachyspira murdochii 
68 Brachyspira murdochii DSM 12563 


ref |NR_027553.1| Bdellovibrio 
1389197 1390490 Bdellovibrio 
Bdellovibrionaceae; 


ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_027541.1| Marinitoga piezophila 


1395106 1396548 Marinitoga piezophila KA3 Bacteria; 
Thermotogales; Thermotogaceae; Marinitoga. 
Bacteria_16S 
strain CHOO1A 16S ribosomal RNA, partial sequence 


ref|NR_025377.1| Campylobacter hominis 
49 Campylobacter hominis Bacteria; 


s; Campylobacteraceae; Campylobacter. 


ref|NR_025197.1| Carnobacterium 
17 2186981 Carnobacterium viridans 


28220 


Bacteria_16S 


2199028 2198992 25 


strain 128 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2200526 2200490 25 


strain MX9 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2202037 2202001 25 


strain MK405 16S 
28220 


Bacteria_16S 2205058 2205022 25 


strain 486 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2206557 2206521 25 


61 


61 


61 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


61 


61 


gi|219857600 
2197691 21991 


gi|219857599 
2199190 22006 


gi|219857598 
2200688 22021 


gi| 219857596 
2203720 22051 


gi|219857595 


ref|NR_025188.1 


Mycoplasma oxoniensis 


gallopavonis stra 
Bacteria; Teneric 


utes; Mollicutes; Mycoplasmataceae; My 


in WR1 16S ribosomal RNA, partial sequence 22052 


coplasma. 


39 Mycoplasma oxoniensis Bacteria; 


ref|NR_025187.1| Mycoplasma mustelae 
37 Mycoplasma mustelae Bacteria; 


ref|NR_025186.1| Mycoplasma moatsii 
48 Mycoplasma moatsii Bacteria; 


ref|NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


ref|NR_025183.1| Mycoplasma 
20 2206668 Mycoplasma gallopavonis 


28220 


Bacteria_16S 


2209584 2209548 25 


strain H831 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2212612 2212576 25 
strain MMP-4 16S 
Tenericutes; Mollicutes; 


28220 Bacteria_16S 2214112 2214076 25 


61 


61 


ribosomal RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


61 


strain RG-2C 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 
28220 Bacteria_16S 
strain BbT2g 16S 
Tenericutes; Mollicutes; 
28220 Bacteria_16S 


2215610 2215574 25 


2217110 2217074 25 


strain 1340 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2281312 2281276 25 


strain 852 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2368998 2368962 25 


spermatophilum strain AH159 16S ribosomal RNA, 


Mycoplasmataceae; Mycoplasma. 


61 


ribosomal RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


61 


61 


61 


gi| 219857593 
2208244 22096 


gi|219857591 
2211275 22127 


gi| 219857590 
2212774 22142 


gi|219857589 
2214274 22157 


gi|219857588 
2215772 22172 


gi| 219857546 
2279959 22814 


gi|219857481 


partial sequence 


spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 


28220 Bacteria_16S 
strain HRC292 16S 


2370480 2370444 25 


28220 Bacteria_16S 
strain MH5408 16S 


2371991 2371955 25 


28220 Bacteria_16S 2373500 2373464 25 


strain PG15 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2375006 2374970 25 


strain R171 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2376516 2376480 25 


strain PG30 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 Bacteria_16S 2378030 2377994 25 


61 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


61 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


61 


61 


61 


61 


strain MMP-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi|219857480 
2369126 23705 


gi] 219857479 
2370638 23720 


gi| 219857478 
2372144 23736 


gi| 219857477 
2373653 23751 


gi| 219857476 
2375159 23766 


gi| 219857475 
2376676 23781 


Mycoplasma cynos 


ref|NR_025181.1 
95 Mycoplasma cynos Bacteria; 


ref|NR_025179.1] Mycoplasma columborale 
23 Mycoplasma columborale Bacteria; 


ref|NR_025178.1| Mycoplasma citelli 
23 Mycoplasma citelli Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025069.1| Mycoplasma 
2367647 2369075 Mycoplasma 
e; Mycoplasma. 
ref|NR_025068.1| Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


ref |NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1] Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


28220 


columbinasale str 
columbinasale Bac 


28220 


strain G122 16S r 
Tenericutes; Moll 


28220 


strain CMRI H02 1 


28220 


lithotrophicum st 
lithotrophicum Ba 


28220 


narugense strain 
Bacteria; 


28220 


deleyianum strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Campy lobacteraceae; 


28220 


Bacteria_16S 


teria; 


Firmicutes; 


strain G145 16S ribosomal RNA, partial sequence 


2379538 2379502 25 


2381044 2381008 25 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2672478 2672442 25 


2722060 2722024 25 


rain 42BKT 16S ribosomal RNA, 


2740173 2740145 33 


Clostridia; 
3138437 3138401 25 


Spirillum 5175 16S ribosomal 
Sulfurospirillum deleyianum Bacteria; P 
Sulfurospirillum. 


3692262 3692226 25 


61 


61 


61 


61 gi|219857174 
partial sequence 
61 gi|219857161 


61 


61 


gi 


ain 694 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; 


gi 


2379691 23811 


gi 


6S ribosomal RNA, partial sequence 2671138 26725 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
cteria; Proteobacteria; Epsilonproteobacteria; S 


Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


gi 


gi 


219857474 


219857473 


219857208 


27388 


219846830 


RNA, partial sequence 
roteobacteria; Epsilonproteobacteria; Campylobacterales; 


219846443 


Helicobacteraceae; 


Thermodesulfobiaceae; T 


ref|NR_025062.1 
2378183 237964 
Mycoplasma. 
ref|/NR_025061.1 


ref |NR_024836.1 
55 Helicobacter 
Heli 
ref |NR_024802.1 
2720705 272211 
ulfurovum. 
ref |NR_024789.1 
10 2740172 Thermo 
ref |NR_026422.1 
313708 


ref|NR_026034.1 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Sulfurovum 
0 Sulfurovum 


Thermodesulfobium 

desulfobium narugense 

hermodesulfobium. 
Sulfurospirillum 

4 3138514 


Mycoplasma adleri 


3690909 36923 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 


Bacteria_16S 
strain CKK 16S ribosomal RNA, 


3716266 3716230 25 61 


complete sequence 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 


Bacteria_16S 
strain PG43 16S ribosomal RNA, partial sequence 


3756323 3756287 25 61 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 
strain UC/MF 16S 


Bacteria_16S 


3780461 3780425 25 61 
ribosomal RNA, partial sequence 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


28220 
leopharyngis stra 
Bacteria; 
28220 
Bacteria; Teneric 
28220 


Tenericutes; Moll 
28220 


Tenericutes; Moll 
28220 
strain 17529 16S 
Tenericutes; Moll 
28220 


Tenericutes; Moll 
28220 


Tenericutes; Moll 
28220 
strain P43/6/78 1 
Spirochaetes; 
28220 
strain Y12-2 16S 
Bacteroidetes; Fl 
28220 
strain Y10-2 16S 
Bacteroidetes; Fl 
28220 


Bacteria_16S 


Bacteria_16S 
strain PS6 16S ribosomal RNA, partial sequence 


Bacteria_16S 
Bacteria_16S 
strain DD 16S ribosomal RNA, partial sequence 


Bacteria_16S 
strain BVl 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


3783497 3783461 25 61 gi 


3784963 3784927 25 61 gi 


3787937 3787901 25 61 gi 
icutes; Mycoplasmataceae; Mycoplasma. 
3800020 3799984 25 61 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
3857651 3857615 25 61 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3859123 3859087 25 61 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
3885274 3885238 25 61 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
4188902 4188866 25 61 gi 


Brachysp 
4226798 4226766 29 61 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
4228270 4228238 29 61 
ribosomal RNA, partial sequence 


avobacteria; Flavobacteriales; 


Flavoba 
gi 


Flavoba 


3714904 37163 


3754983 37564 


3779118 37805 


in LL2 16S ribosomal RNA, partial sequence 37821 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 37836 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


strain PU 16S ribosomal RNA, partial sequence 3786577 37880 


3798661 38001 


3856288 38577 


3857775 38592 


3883911 38853 


6S ribosomal RNA, partial sequence 4187537 41889 
Spirochaetales; Brachyspiraceae; 
Bacteria_16S 
4225434 42268 


4226906 42283 


goodfellowii stra 
goodfellowii DSM 


28220 


Bacteria_16S 1565791 1565718 15 89 


Bacteria_16S 


19756 Bacteria; 


strain S-743 16S 
Tenericutes; Moll 
28220 
geysericola strai 
geysericola Bacte 
28220 
strain CDC 941078 


781208 781132 12 


89 


ribosomal RNA, partial sequence 


gi 


in LB57 16S ribosomal RNA, partial seq 
Fusobacteria; F 


usobact 
gi 


219846426 


219846395 


219846377 


219846375 


219846374 


219846372 


219846363 


219846324 


219846323 


219846306 


219846084 


iva. 
219846051 


cteriaceae 
219846050 


cteriaceae 
219846059 
uence 

eriales; F 
265678525 


ref|NR_026017.1 


ref|NR_025986.1 


ref|NR_025968.1 


ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025965.1 
21 3785045 Mycopl 


ref|NR_025963.1 


ref|NR_025954.1 


ref |NR_025914.1 


ref |NR_025913.1 


ref|NR_025896.1 


ref|NR_025674.1 


ref|NR_025641.1 
; Aequorivita. 
ref|NR_025640.1 


; Aequorivita. 
NR_025649.1 
1564412 156589 
usobacteriaceae; 
ref |NR_028829.1 


ref 


64 Mycoplasma adleri Bacteria; 


Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 


asma leopharyngis 


Mycoplasma 


asma leonicaptivi 


Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


Mycoplasma meleagridis 
24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


Brachyspira pilosicoli 
98 Brachyspira pilosicoli Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita lipolytica 
27 Aequorivita lipolytica Bacteria; 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Acholeplasma axanthum 


779845 78130 


7 Acholeplasma axanthum Bacteria; 


Bacteria_16S 


978479 978409 25 94 gi 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 
1251239 1251189 45 94 gi 
16S ribosomal RNA, partial sequence 


icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
Bacteria_16S 


265678392 
uence 
erpetosiph 


ref|NR_028694.1 
977181 978580 
onaceae; Herpeto 


219857412 


ref|NR_025000.1 


Herpetosiphon 
Herpetosiphon 


siphon. 
Mycobacterium kubicae 


1249918 1251238 Mycobacterium kubicae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 


28220 


strain S369-98-1 
Firmicutes; 


28220 


strain DZZM 328 1 


28220 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


28220 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


28220 


sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 


28220 


strain CCUG 41628 
Bacteria; 


28220 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


28220 


strain 534-30 16S 


28220 


strain 462/2 16S 
Tenericutes; Moll 


28220 


strain B1/Tl 16S 
Tenericutes; Moll 


28220 


spinosum strain D 
spinosum Bacteria; 
Verrucomicrobium. 


28220 


strain DSM 9442 1 
Thermotogae; 


28220 


ovipneumoniae str 
ovipneumoniae Bac 


28220 


strain M165/69 16 
Tenericutes; Moll 


28220 


AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


28220 


strain PG8 16S ri 
Tenericutes; Moll 


28220 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Lactobacillales; 


5305 Bacteria; 


ria; 


Thermotogales; 


strain PS-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; 
Bacteria_16S 
strain 513A 16S ribosomal RNA, partial sequence 


28220 


Spirochaetes; Spirochaetales; Brachyspiraceae; 
Bacteria_16S 
ribosomal RNA, partial sequence 
Bacillus. 


28220 
strain 1480D 16S 
Firmicutes; 
28220 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 
equigenitalium strain T37 16S ribosomal RNA, partial sequence 


28220 


Bacillales; 
Bacteria_16S 
strain E42 16S ribosomal RNA, partial sequence 


3065028 3064983 44 


3436753 3436703 45 


218997 218932 25 


n Mu 290 16S ribosomal RNA, 
ria; Planctomycetes; Planctomycetacia; 


695427 695362 25 


728735 728690 45 


1783537 1783472 25 


Fusobacteriales; 
1787987 1787946 49 


Proteobacteria; 


2012286 2012221 25 


2208083 2208018 25 


2484176 2484111 25 


3364865 3364829 25 


3451953 3451888 25 


3751782 3751717 25 


3754822 3754757 25 


3789426 3789362 25 


3790920 3790872 12 


bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; 


4107710 4107662 12 


13313 13278 25 


1007738 1007677 28 


Bacillaceae; 
2365976 2365940 25 


89 


94 


89 


89 


89 


88 gi 
Fusobacteriace 
89 gi 


89 


ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Pla 


89 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


89 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


62 


89 


89 


89 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


89 


3788062 3789489 Ehrli 
ia; Rickettsiales; Anaplasmataceae; Eh 


61 


61 


61 gi| 265679055 

11961 13410 
Brachyspira. 

91 gi| 265678373 


61 


gi 


16S ribosomal RNA, partial sequence 3063651 30650 


Streptococcaceae; Streptococcus. 


gi 


6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Corynebacterium. 


gi 


complete sequence 


gi 


in DSM 5305 16S ribosomal RNA, partial 


Planctomycetes; Planctomycetacia; 


gi 


16S ribosomal RNA, partial sequence 
Fusobacteria; 


n SG 3301 16S ribosomal RNA, partial s 
Gammaproteobacter 


gi 


2010901 20124 


gi 


2206719 22081 


gi 


2482825 24842 


gi 


SM 4136 16S ribosomal RNA, partial seq 
Verrucomicrobia; Verrucomicrobiae; V 


gi 


6S ribosomal RNA, partial sequence 3450571 34520 


Thermotogaceae; Thermotoga. 


gi 


ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 


gi 


3753459 37549 


gi 


gi 


219846879 


219846619 


265678917 
Planctomy 


265678586 
sequence 


265678563 
72737 
Ecto 
219878348 
17821 
ae; Sneath 
219878344 
equence 

ia; Chroma 


219878188 


nctomyceta 
219857594 


219857394 


219846674 
uence 


219846609 


219846398 
quence 

asmataceae 
219846396 


219846371 


rlichia. 


ref 


ref 


eae; 


ref 


ND 


ref 


694091 695537 
Pla 


ref 


ref 


ia. 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


chia 


27 Streptococcus 


17606 219133 
ceta 


0 728734 Thiorh 
thio 


75 1783536 Sneath 


1786631 178798 
pied 


04 Planctomyces 
ceae 


3363492 336498 
errucomicrobia 


NR_026471.1 


NR_026211.1 
Corynebacte 
NR_029225.1 
les; Plancto 
NR_028891.1 
nctomycetale 
NR_028867.1 
rhodospirace 
NR_025487.1 
NR_025483.1 
es; Ectothio 
NR_025327.1 
; Planctomyc 
NR_025182.1 


NR_024982.1 


NR_026266.1 
les; 


NR_026201.1 


NR_025962.1 


muris Bacteria; 


Streptococcus ovis 
ovis Bacteria; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Planctomyces 
Planctomyces 
mycetaceae; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Thiorhodospira 

odospira sibirica 

ae; Thiorhodospira. 
Sneathia sanguinegens 

ia sanguinegens 


Halorhodospira 
6 Halorhodospira 


rhodospiraceae; 


Planctomyces maris 


maris Bacteria; 


es. 
Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Verrucomicrobium 
3 Verrucomicrobium 


Verrucomicrobiaceae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


ref|NR_025989.1| Mycoplasma 
3750418 3751892 Mycoplasma 
+ Mycoplasma. 
ref|NR_025987.1| Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Ehrlichia muris strain 
Proteobacteria; 


219846370|ref|NR_025961.1| Acholeplasma laidlawii 
3789540 3791015 Acholeplasma laidlawii Bacteria; 
Acholeplasma. 
219846148 |ref|NR_025738.1| Acholeplasma pleciae 


gi 


4106362 41078 


1006359 10077 


gi 


2364627 23660 


2367486 2367450 25 61 gi 


equigenitalium Ba 


28220 


Bacteria_16S 


2475163 2475127 25 


61 


cteria; Tenericutes; Mollicutes; Mycop 


gi 


219857483 


219857482 


Acholeplasma. 


18 Acholeplasma pleciae Bacteria; 


ref |NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 
ref|NR_028675.1| Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


ref|NR_025071.1| Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


ref 


219857400 


cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


NR_025070.1 


ycoplasma. 


ref 


Mycoplasma 


2366137 2367596 Mycoplasma 
lasmataceae; M 


NR_024988.1 


Mycoplasma 


2473825 2475268 Mycoplasma 


28220 Bacteria_16S 2476658 2476622 25 61 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 
strain 4822 16S ribosomal RNA, partial sequence 2475319 2476773 Mycoplasma fastidiosum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

28220 Bacteria_16S 3267295 3267248 42 89 gi| 219846743 |ref|NR_026335.1| Legionella drancourtii 
strain LLAP12 16S ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

28220 Bacteria_16S 1505547 1505498 45 94 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

28220 Bacteria_16S 1075931 1075906 69 94 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

28220 Bacteria_16S 1725937 1725885 37 89 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

28220 Bacteria_16S 3431119 3431090 65 94 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

28220 Bacteria_16S 3786453 3786417 25 61 gi|219846373|ref|NR_025964.1| Mycoplasma simbae 
strain LX 16S ribosomal RNA, partial sequence 3785096 3786526 Mycoplasma simbae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

28220 Bacteria_16S 3912858 3912810 41 89 gi|219846286|ref|NR_025876.1]| Agromonas 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
28220 Bacteria_16S 476509 476466 46 89 gi| 265678734 |ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

28220 Bacteria_16S 699916 699896 69 89 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 
strain 6111 16S ribosomal RNA, partial sequence 698584 699934 Thiocystis violascens Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

28220 Bacteria_16S 1457272 1457252 69 89 gi|224581416|ref|NR_027197.1| Achromobacter 


ruhlandii strain 
Bacteria; 


28220 


piechaudii strain 


EY3918 16S ribosomal RNA, part 
Proteobacteria; Betaproteobacteria; B 


Bacteria_16S 1472346 1472326 69 89 


piechaudii Bacteria; Proteobacteria; Betaproteo 


28220 


Bacteria_16S 2473768 2473748 69 89 


strain LYP 16S ribosomal RNA, partial sequence 


Proteobacteria; 


28220 


orisratti strain 
orisratti Bacteria; 


28220 


strain GTC848 16S 
Firmicutes; 


28220 


Deltaproteobacteria; Syntrophob 
Bacteria_16S 2496256 2496236 69 89 
ATCC 700640 16S ribosomal RNA, 
Firmicutes; Lactobacillales 
2925454 2925434 69 89 
ribosomal RNA, partial sequen 
Lactobacillales; Streptococcaceae; 
Bacteria_16S 3978370 3978350 69 89 


Bacteria_16S 


ial sequence 14559 
urkholderiales; Al 


gi 


gi 


224581405 


EY3860 16S ribosomal RNA, partial sequence 
bacteria; 


219857401 


2472404 24737 


acterale 
gi 
partial 


s; Syntrop 
219857386 
sequence 


; Streptococcaceae 


gi 
ce 
Streptoc 


gi 


219856840 


2924131 29254 


occus. 
219846240 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; 
Rhodospirillum. 


28220 


Bacteria_16S 3979689 3979661 61 89 


gi 


strain NCIMB 8628 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


28220 


strain IFM 100 
Actinobacteria; 


28220 


strain IFM 078 
Actinobacteria; 


28220 


strain IFM 057 
Actinobacteria; 


28220 


strain IFM 100 
Actinobacteria; 


28220 


strain YZ-96 1 
Actinobacteria; 


28220 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 


Sphingobacteria; Sphingobacteria 
1375 1305 25 94 
35 16S ribosomal RNA, partial seq 
Actinobacteridae; Actinomycetal 
Fungi_16S 2884 2814 25 94 


Fungi_16S 


Actinobacteridae; Actinomycetal 
Fungi_16S 4422 4352 25 94 
Actinobacteridae; Actinomycetal 
Fungi_16S 5982 5912 25 94 


Actinobacteridae; Actinomycetal 
7538 7468 25 94 
6S ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycetal 
Fungi_16S 9040 8970 25 94 


Fungi_16S 


Rhodospir 


219846239 
39784 


les; Flexibacterac 


gi 
uence 1 


265678352 
1514 


es; Corynebacterin 


gi 


4 16S ribosomal RNA, partial sequence 1564 


es; Cory 
gi 


5 16S ribosomal RNA, partial sequence 3067 


265678351 
3016 
nebacterin 
265678350 
4565 


es; Corynebacterin 


gi 


84 16S ribosomal RNA, partial sequence 4616 


265678349 
6112 


es; Corynebacterin 


gi 
e 


6163 


265678348 
7670 


es; Corynebacterin 


gi 


265678342 
9123 


cali 
ref 
ref 


hace 
ref 


7 St 
ref 
ref 
illa 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 


1471041 147236 
; Burkholderia 


2494920 24962 


69 Streptococcus 


3977072 39783 


37 3979693 Cytoph 


genaceae; Ac 
NR_027186.1 


les; Alcalig 
NR_024989.1 


ae; Smithell 
NR_024974.1 
5 
reptococcus. 
NR_024659.1 


NR_025830.1 
8 
les; Rhodosp 
NR_025829.1 


Cytophaga. 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 


ref 


66 1457283 Achromobacter ruhlandii 


hromobacter. 
Achromobacter 

1 Achromobacter 

enaceae; Achromobacter. 

Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Streptococcus 
6 Streptococcus 


Streptococcus peroris 
peroris Bacteria; 


Rhodospirillum 
6 Rhodospirillum 


irillaceae; 
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Nocardia arthritidis Bacteria; 
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Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 
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Nocardia shimofusensis Bacteria; 
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NR_028644.1 


Nocardia asiatica 


Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


28220 Fungi_16S 10526 10456 25 94 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

28220 Fungi_16S 12007 11937 25 94 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

28810 Bacteria_16S 430972 430910 1 60 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

28810 Bacteria_16S 446431 446369 1 60 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

28810 Bacteria_16S 447963 447901 1 60 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

28810 Bacteria_16S 561130 561068 1 60 gi|265678678|ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

28810 Bacteria_16S 562679 562617 1 60 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
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28810 Bacteria_16S 


951425 951372 1 


52 


strain 146 16S ribosomal RNA, partial sequence 
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28810 Bacteria_16S 
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gi 


16S ribosomal RNA, partial sequence 895318 89680 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


gi 


947973 94948 
Comamonadace 


gi 


949535 95104 
Comamonadace 
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ref|NR_027555.1 


Burkholderia phymatum 


1386182 1387616 Burkholderia phymatum STM815 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


28810 Bacteria_16S 1387979 1387926 1 52 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

28810 Bacteria_16S 1472727 1472674 1 52 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

28810 Bacteria_16S 1548489 1548436 1 52 gi| 219857245 |ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

28810 Bacteria_16S 1549955 1549902 1 52 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

28810 Bacteria_16S 1551423 15513701 52 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

28810 Bacteria_16S 1835704 1835651 1 52 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

28810 Bacteria_16S 1970882 1970829 1 52 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

28810 Bacteria_16S 2178244 2178191 1 52 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
28810 Bacteria_16S 2304294 2304241 1 52 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

28810 Bacteria_16S 2330028 2329975 1 52 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

28810 Bacteria_16S 2384561 2384508 1 52 gi|219857470|ref|NR_025058.1| Burkholderia fungorum 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia fungorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

28810 Bacteria_16S 2386085 2386032 1 52 gi|219857469|ref|NR_025057.1| Burkholderia 
caledonica strain LMG 19076 16S ribosomal RNA, partial sequence 2385781 2387256 Burkholderia 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
28810 Bacteria_16S 2410457 2410404 1 52 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 
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thermodepolymeran 
thermodepolymeran 
Schlegelella. 


28810 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; 


28810 


strain LMG 2207 1 


28810 


equigenitalis str 
equigenitalis Bac 


28810 


strain AU476 16S 


28810 


strain Greoux 11 
Bacteria; 


28810 


13501 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


28810 


ruhlandii strain 
Bacteria; 


28810 


piechaudii strain 
piechaudii Bacter 


28810 


strain DSM 11334 


28810 


strain LMG 1945, 


28810 


strain Se-1111R 1 


28810 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


ribosomal RNA, 


teria; 


teria; 


3013823 3013770 1 


3077305 3077252 1 


3269206 3269153 1 


3853575 3853522 1 


3961139 3961086 1 


3971497 3971444 1 


Proteobacteria; 


4037287 40372341 


4081112 4081059 1 


4189380 4189327 1 


Proteobacteria; 


1533230 1533177 1 


3349843 3349790 1 


205575 205525 1 


903386 903324 1 


1192790 1192740 1 


complete sequence 


1456263 1456213 1 


1471338 1471288 1 


1897042 1896992 1 


1898584 1898534 1 


1946832 1946782 1 


1965082 1965032 1 
Proteobacteria; 


2073539 2073489 1 


52 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


52 


52 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Le 


52 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Le 


52 


52 


52 


52 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Te 


52 


Betaproteo 


52 


52 


49 


ribosomal RNA, partial sequence 


60 


49 


gi 


219846914 


3013492 30150 


gi 


MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 


gi 


219846870 
uence 


219846741 


3268876 32703 


gi 


ptothrix. 
219846326 


3853246 38547 


gi 


gi 


ain AS-P1l 16S ribosomal RNA, partial s 
Betaproteobacte 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Th 


gi 


ptothrix. 
219846251 


16S ribosomal RNA, partial sequence 3960828 39622 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ru 


brivivax. 
219846244 
equence 
ria; 
219846198 
40370 
iomonas. 
219846165 


4080799 40822 


gi 


s strain K14 16S ribosomal RNA, partia 
s Bacteria; 


gi 


n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
Burkholderia cepacia complex. 


gi 


gi 


ain N480/82 16S ribosomal RNA, partial 
Proteobacteria; Betaproteobacte 
464720 464658 1 60 gi 


pidimonas. 
219846083 
1 sequence 
bacteria; 


219857425 
sequence 
a; Burkhol 


219846684 


6S ribosomal RNA, partial sequence 3349528 33510 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


rkholderia 
265678926 
sequence 
ria; Burkh 
265678741 


464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


D13 16S ribosomal RNA, partial sequenc 
Proteobacteria; Gammaproteobacteria; Legionel 


gi 


Rhodospiri 
265678442 
e 90307 
lales; Leg 
228715722 


1192457 1193978 Borde 


49 


49 


49 


49 


49 


49 


Betaprote 


49 


gi 


EY3918 16S ribosomal RNA, partial sequ 
Proteobacteria; Betaproteobacteria; Burkholde 


gi 


EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 


gi 


gi 


R8846 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


gi 


gi 


is strain G 16S ribosomal RNA, partial 
is Bacteria; 


gi 


caligenace 
224581416 
ence 14559 
riales; Al 
224581405 
uence 


219878265 


16S ribosomal RNA, partial sequence 1896710 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


caligenace 
219878264 
nce 18982 
caligenace 
219878230 


6S ribosomal RNA, partial sequence 1946525 19480 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


caligenace 

219878218 
sequence 

obacteria; 


219878141 


; Burkholderiales; 


Burkholderiales; 


; Burkholderiales; 


ref|NR_026506.1 
Acidovorax. 
ref |NR_026462.1 
3076975 307840 
Burkhol 


ref |NR_026333.1 


ref |NR_025916.1 


ref|NR_025841.1 


ref|NR_025834.1 
3971185 397263 


ref|NR_025788.1 


ref|NR_025755.1 


ref|NR_025673.1 
189049 419056 


Burkholderiales; 


rs 


ref|NR_025013.1 

1532915 153432 
deriales; Burkho 
ref |NR_026276.1 
ceae; Paucimonas 
ref |NR_029234.1 
205252 206750 
olderiales; Alca 
ref |NR_029046.1 


llaceae; Inquili 
ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_027537.1 
tella hinzii LMG 
ae; Bordetella. 
ref|NR_027197.1 


caligenaceae; Ac 
ref |NR_027186.1 
1471041 147236 
Alcalig 
NR_025404.1 


ref 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref |NR_025369.1 


ae; Bordetella. 

ref|NR_025357.1 
1964797 196621 

Burkholderiales 


ref 


NR_025280.1 


Comamonadaceae; 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 
mamonadaceae; 


Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Brachymonas 
6 Brachymonas 
Brachymonas. 
Thiomonas intermedia 


01 4038390 Thiomonas intermedia Bacteria; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Burkholderia 
2 Burkholderia 


lderiaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Taylorella 

Taylorella 
ligenaceae; Taylorella. 

Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Legionella gresilensis 
ella gresilensis 
ionella. 
Bordetella hinzii LMG 
13501 Bacteria; 


Achromobacter 


66 1457283 Achromobacter ruhlandii 


hromobacter. 
Achromobacter 

1 Achromobacter 

enaceae; Achromobacter. 

Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 


Castellaniella 


defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 


28810 
strain K24 16S ri 
Proteobacteria; B 
28810 
beliardensis stra 
beliardensis Bact 
28810 
asinigenitalis st 
asinigenitalis Ba 
28810 
strain IAM 12409 
Proteobacteria; 

28810 
strain LMG 5911 1 
Proteobacteria; B 
28810 
insolitus strain 

insolitus Bacteri 
28810 
strain LMG 5906 1 
Proteobacteria; B 
28810 
strain N. Pfennig 
Bacteria; Proteob 
28810 
strain BG8 16S ri 
Proteobacteria; G 
28810 
whittenburyi stra 


B 


Methylococcaceae; 
28810 
strain OXB 16S ri 
Proteobacteria; B 
28810 
strain H168 16S r 
Firmicutes; Clost 
28810 
asymbiotica subsp 


Enterobacteriales 
28810 


Enterobacteriales 
28810 
luminescens subsp 
luminescens subsp 
Enterobacteriacea 
28810 
strain ID131577 1 
Actinobacteria; R 
28810 
strain CE2105 16S 
Proteobacteria; A 
28810 
strain XINach 16S 
Proteobacteria; G 
28810 
luminescens subsp 


Enterobacteriales 
28810 
luminescens subsp 


Enterobacteriales 
28810 
respiraculi strai 
respiraculi Bacte 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 


Photorhabdus asymbiotica subsp. australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 
- kayaii strain 1121 16S ribosomal RNA, 


- kayaii Bacteria; Proteobacteria; Gammaproteoba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Photorhabdus luminescens subsp. 
Bacteria_16S 
Photorhabdus luminescens subsp. 


Bacteria_16S 


2307392 2307342 1 49 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2502744 2502682 1 60 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2575349 2575299 1 49 gi 
rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
2847511 2847469 11 52 gi 


gi 


etaproteobacteria; Burkholderiales; Co: 
4175651 4175601 1 49 gi 


etaproteobacteria; Burkholderiales; Al 
4177136 4177086 1 49 gi 
LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 
4193978 4193928 1 49 gi 


etaproteobacteria; Burkholderiales; Al 
56383 56330 1 52 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
190183 190130 1 52 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
193203 193150 1 52 gi 
in 1521 of Whittenbury 16S ribosomal R 


Methylobacter. 

266514 266461 1 52 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
322637 322584 1 52 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
400016 399963 1 52 gi 


gi 


; Enterobacteriaceae; Photorhabdus. 


516747 516694 1 52 gi 
thracensis strain 39-8 16S ribosomal 


’ 


Photorhabdus. 
52 


Enterobacteriaceae; 
518313 518260 1 


gi 


Photorhabdus. 
567197 567144 1 


e; 
52 gi 
ubrobacteridae; Solirubrobacterales; C 
629183 629130 1 52 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
721419 721366 1 52 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723005 722952 1 52 gi 
laumondii strain TTO1 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


724588 724535 1 52 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


757130 757077 1 52 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 


28810 


Bacteria_16S 


822955 822902 1 52 gi 


219857524 


2307079 23085 


caligenace 
219857380 
ar 
ria; Legio 
219857284 
sequence 

eria; 
219856892 


16S ribosomal RNA, partial sequence 2847193 28487 


mamonadace 
219846096 


6S ribosomal RNA, partial sequence 4175338 41767 


caligenace 
219846095 
quence 
Burkholde 
219846079 


6S ribosomal RNA, partial sequence 4193672 41950 


caligenace 
265679026 
nce 56079 
ales; Chro 
265678936 


189853 19130 


ethylococc 
265678934 
NA, partia 


265678882 


266185 26767 


alobactera 
265678845 


322285 32381 


ae; Haloth 
265678788 


265678707 
RNA, comp 


265678706 
complete 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 


onexibacte 
265678631 


628893 63029 


Rhodospiri 
265678567 


721087 72261 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


265678541 
quence 

a; Burkhol 
265678497 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


tial seq 


Burk 


ref 
ae; 


ref 


ref 
2 


ref 


ae; 
ref 


ae; 
ref 
4 


ref 


ae; 
ref 
5 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
ial 


ref 
7 


ref 


uenc 
nell 


hold 


rial 


mati 


acea 


1 se 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


lete 


seq 
cter 


als 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


deri 


Pigmentipha 


e 25024 
ales; Legio 


575008 25765 
eriales; Al 


Delftia. 


Achromobact 
176834 41783 
es; Alcalig 
Kerstersia. 


Thioc 
Thio 


7529 
aceae; 


quence 


sequence 


uence 51798 
ia; Enterob 


ae; Conexib 


Roseos 


eae; 


aceae; Phot 


equence 


sequence 


56798 75825 
ales; Burkh 


NR_025112.1 
60 Pigmentiphaga 


NR_024968.1 


NR_024915.1 


NR_024711.1 
14 Delftia acidovorans Bacteria; 


NR_025686.1 
83 Achromobacter 


NR_025685.1 


NR_025669.1 
85 Kerstersia gyiorum Bacteria; 


NR_029334.1 


NR_029244.1 
6 Methylomicrobium album Bacteria; 
e; Methylomi 
NR_029242.1 


NR_029012.1 


NR_029011.1 


NR_028979.1 
3  Conexibacter woesei Bacteria; 
race 
NR_028936.1 
8 Roseospira marina Bacteria; 
llac 
NR_028871.1 
2 Photorhabdus temperata Bacteria; 
teri 
NR_028870.1 


NR_028869.1 


NR_028845.1 


NR_028800.1 


g 


0 
n 


1 
c 


e 


0 
e 


Yy 
c 


2 
a 


a 


Pp 


fo} 


4 
° 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 
Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 
Delftia acidovorans 


Achromobacter spanius 
spanius Bacteria; 
Ps 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Kerstersia gyiorum 


Thiocystis gelatinosa 
stis gelatinosa 
ystis. 

Methylomicrobium album 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


ref|NR_029188.1| Oxalobacter formigenes 
2 Oxalobacter formigenes Bacteria; 
ceae; Oxalobacter. 

ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 

ref|NR_029093.1] Photorhabdus 

rtial sequence 399669 401215 


Photorhabdus 
516416 517931 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Conexibacter woesei 


cter. 
Roseospira marina 


ira. 
Photorhabdus temperata 


rhabdus. 
Photorhabdus 
722663 724202 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 


Cupriavidus 


822620 824161 Cupriavidus 


28810 


strain N-1 16S ri 


28810 


Bacteria_16S 


Bacteria_16S 


873128 873075 1 


943616 943563 1 


52 


bosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


52 


gi 


265678463 


872811 87416 


gi 


rkholderia 
265678416 


strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydro 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
Bacteria_16S 
metallidurans strain CH34 16S ribosomal RNA, partial se 
metallidurans CH34 Bacteria; 


28810 


Cupriavidus. 


1337971 1337918 1 


52 


gi 


Proteobacteria; Betaproteo 


28810 


ferrooxidans DSM 
10331 Bacteri 
Acidimicrobiaceae; 


DSM 


28810 


strain M2000/95/1 
Bacteria; 


28810 


strain SK-1T 16S 


28810 


lipocyclicus stra 
lipocyclicus Bact 


28810 


litoralis strain 
litoralis Bacteri 


28810 
VKM 


28810 


strain SE3104 16S 


28810 


strain HK85 16S r 


28810 


thiooxidans strai 
thiooxidans Bacte 


28810 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


28810 


nitrativorans str 
nitrativorans Bac 


28810 
DSM 


28810 


B1479 16S rib 


5563 16S ribo 
Gammaproteobacter 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


ia; 


1360788 1360735 1 


10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 


1442652 1442599 1 


1459085 1459032 1 


1581419 1581366 1 


1633300 1633247 1 


1649985 1649932 1 


1851130 1851077 1 


1875311 1875258 1 


1878371 1878318 1 


1922413 19223601 
Proteobacteria; 


1936108 1936055 1 


2001945 2001892 1 


52 


complete sequ 


52 


52 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


52 


52 


52 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


52 


ribosomal RNA, partial sequence 


52 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


52 


52 gi 
Betaproteobac 
52 gi 


52 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteure 


gi 


mamonadace 
228721484 

quence 

bacteria; 


228719712 
ence 13604 
idimicrobi 


224581426 

14423 
llales; Pa 
224581413 


1458766 14602 


gi 


in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


gi 


DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


gi 


Enterobac 
219878490 
al sequenc 
ria; Rhodo 
219878454 
equence 

; Aeromona 
219878442 


1649700 16511 


gi 


obacterace 
219878301 


1850849 18521 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


Rhodospiri 
219878284 


1874987 18764 


gi 


train LMG6866 16S ribosomal RNA, parti 
acteria; 


ain 23310 16S ribosomal RNA, partial s 
Proteobacteria; Betaproteobacte 
1998875 1998822 1 52 gi 


Enterobacteriac 


gi 


steurellac 
219878282 


n CS-K2 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteri 


a; Burkhol 
219878246 
al sequenc 
teria; Bur 


219878237 
equence 

ria; Burkh 
219878196 


somal RNA, partial sequence 1998561 2000045 Pragi 
Enterobacteriales; 


eae; Pragi 
219878194 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


28810 


strain DSM 169 16 


28810 


strain AU2944 16S 


28810 


strain DSM 11853 


28810 


campinensis strai 
Bacteria; 


28810 


buryatense strain 
Bacteria; 


28810 


strain A45 16S ri 


28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2029078 2029025 1 


2122269 21222161 


2274138 2274085 1 


2275672 2275619 1 


2277225 2277172 1 


2283312 2283259 1 


2352620 2352567 1 


52 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 


52 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


52 


52 


52 


52 


bosomal RNA, partial sequence 


52 


gi 


Enterobac 
219878176 


2028754 20301 


gi 


matiaceae; 
219857653 


2121958 21233 


gi 


gi 


n WS2 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholde 


gi 


5B 16S ribosomal RNA, partial sequenc 
Proteobacteria; Gammaproteobacteria; Methyloc 


gi 


rkholderia 
219857550 


16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


rkholderia 
219857549 
nce 22753 
riales; Bu 
219857548 
e 22768 
occales; M 
219857544 


2282981 22844 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


gi 


219857492 


denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


ref |NR_028766.1 


ceae; Cupriavidu 
ref |NR_028718.1 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 
Hydrogenophaga flava 


geno 
ae; 
ref 


Burk 


phaga flava 
Hydrogenoph 


holderiales 


NR_027607.1 
1337638 13391 


ref|NR_027584.1 


ales; Acidimicro 
ref|NR_027207.1 
29 1443825 Actino 
ref|NR_027194.1 
teriaceae; Xenor 
ref |NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025593.1 
1632974 163447 
dales; Aeromonad 
ref|NR_025581.1 


ae; 
ref 


Labrys. 
NR_025440.1 


llaceae; Roseosp 
ref|NR_025423.1 


eae; Haemophilus 
ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref|NR_025376.1 
1935800 193729 
olderiales; Coma 
ref |NR_025335.1 
a fontium Bacter 
a. 
ref |NR_025333.1 
teriaceae; Lemin 
ref|NR_025315.1 


Chromatium. 
ref |NR_025242.1 


ceae; Ralstonia. 
ref|NR_025138.1 


ceae; Cupriavidu 
ref |NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025080.1 

2352316 235375 


Bacteria; 

aga. 

Cupriavidus 

30 Cupriavidus 

; Burkholderiaceae; 


Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 


bineae; 


Actinobacillus scotiae 
bacillus scotiae 


steurellaceae; Actinobacillus. 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Rhodovarius 
8 Rhodovarius 


Oceanisphaera 

9 Oceanisphaera 

aceae; Oceanisphaera. 
Labrys monachus strain 


41 Labrys monachus Bacteria; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Pragia fontium strain 
ia; Proteobacteria; 


Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Chromatium okenii 


44 Chromatium okenii Bacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 
Cupriavidus 
vidus campinensis 
Cupriavidus. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 
Comamonas 
7 Comamonas 


28810 


28810 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 
Bacteria_16S 
strain AML-C10 16 
Proteobacteria; 


28810 


28810 


strain DSM 1105 1 
Proteobacteria; 


28810 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


28810 


strain LMG 3413 1 
Proteobacteria; 


28810 


zavarzinii strain 
zavarzinii Bacter 


28810 


strain Anox B 16S 
Proteobacteria; 


28810 


strain Gl 16S rib 
Proteobacteria; 


28810 


strain Karp 16S r 


28810 


strain SGT-108 16 
Proteobacteria; 


28810 


strain SGT-39 16S 
Proteobacteria; 


28810 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


28810 


sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 


28810 


strain KCTC 12005 
Proteobacteria; 


28810 


Bacteria_16S 
gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 
Bacteria_16S 
ain AML-D4 16S ribosomal RNA, partial 
teria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


teria; 


eria; 


2396701 2396648 1 
Firmicutes; 
2412020 2411967 1 

Proteobacteria; 


2413586 2413533 1 


2436286 2436233 1 


2439326 2439273 1 
Proteobacteria; 


2531579 2531526 1 


3126988 3126935 1 


3589429 3589376 1 


3913227 39131741 


3934552 3934499 1 


4067343 40672901 


4068883 4068830 1 


4123393 41233401 
Proteobacteria; 


727685 727634 11 


2314937 2314884 1 


3803474 3803435 11 


52 


Clostridia; 


52 


52 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococc 


52 


52 


ain Z-0021 16S ribosomal RNA, 


52 


52 


52 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 


52 


osomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


52 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; 


52 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; 


52 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; 


52 


60 


52 


49 


gi 


in LBS3 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 2436004 24374 
Betaproteobacteria; Burkholderiales; Burkholderia 


gi 


complete 
Gammaproteobacteria; Meth 


gi 


6S ribosomal RNA, partial sequence 2531266 25327 
Betaproteobacteria; Burkholderiales; Burkholderia 


gi 


ZV-622 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


3912908 39143 


gi 


3934247 39357 
Rickettsiacea 


gi 


gi 


gi 


in Gerl. 236/81 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


2413261 24147 


3589120 35906 
Ideonella. 


4067035 40685 
Coxiellaceae; 


4068567 40700 
Coxiellaceae; 


219857462 


219857452 
sequence 


219857451 


219857430 


219857428 
sequence 


219857356 


219846837 


Rhizobi 


219846516 


219846285 


Enterobac 


219846270 


219846174 


219846173 


219846134 


Paste 


265678563 
72737 
Ecto 
219857519 
23146 


219846360 


ref 


ref 


acea 
ref 


ceae 
ref 


yloc 
ref 


ceae 
ref 


ales 
ref 
ref 


teri 
ref 


e; 
ref 


Aqu 
ref 


Aqu 
ref 
nce 
urel 


ref 


thio 
ref 


ae; 
ref 


2396386 239781 
Clostridiales Famil 


2411699 241321 
Gammaproteobacteria; Methyloc 


2438995 244052 


3126704 312814 


0 728734 Thiorh 


34 2316097 Comamo 


NR_025050.1 


NR_025040.1 
occales; Met 


NR_025039.1 


e; Methylosa 
NR_025018.1 


; Cupriavidu 
NR_025016.1 


occales; Met 
NR_024944.1 


; Cupriavidu 
NR_026429.1 


; Hyphomicro 
NR_026108.1 


NR_025875.1 


aceae; Xenor 
NR_025860.1 


NR_025764.1 


icella. 
NR_025763.1 


icella. 
NR_025724.1 
412310 


lales; Paste 


NR_028867.1 


rhodospirace 
NR_025107.1 


Comamonas. 
NR_025951.1 


strain 18323 16S 
Proteobacteria; 


ribosomal RNA, partial sequence 3803146 


Betaproteobacteria; Burkholderiales; Alcalig 


38046 
enace 


ae; Bordetella. 


28810 


parapertussis str 
parapertussis Bac 


28810 


Bacteria_16S 


Bacteria_16S 


teria; 


3804988 3804949 11 


Proteobacteria; 
3806502 3806463 11 


49 


49 


gi 


ain 522 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial 


bronchiseptica Bacteria; 
Bacteria_16S 


28810 
strain N. Pfennig 
Proteobacteria; 
28810 
strain CDC F5101 
Proteobacteria; 

28810 
strain 173-96 16S 


Gammaproteobacteria; 
Bacteria_16S 


Proteobacteria; 
57884 57822 1 
2711 16S ribosomal 


60 gi 
Chromatiales; 
289160 289110 1 49 gi 
16S ribosomal RNA, complete sequence 


Betaproteobacteria; Burkholderiales; Alcaligenace 
Bacteria_16S 


559597 559543 1 52 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


28810 
strain BCH 16S ri 
Proteobacteria; 
28810 
strain 6111 16S r 


Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria_16S 


Gammaproteobacteria; Chromatiales; 
Bacteria_16S 


597172 597110. 1 60 
bosomal RNA, partial sequence 


gi 


698892 698850 11 52 
ibosomal RNA, partial sequence 


gi 


Betaproteobacteria; 


RNA, partial sequence 


Chromatiaceae; 


559287 56077 


596871 59824 
Chromatiaceae; 


219846359 


Burkh 
219846358 
sequence 
Burk 
265679025 
57580 


265678867 
28882 


265678679 


Acetobacte 
265678654 


ref 


olde 
ref 


3804660 380612 


NR_025950.1 


riales; Alca 
NR_025949.1 


3806174 380763 
holderiales; Alc 
ref |NR_029333.1 

59029 Thiocy 
Thiocystis. 
ref |NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref |NR_028984.1 


raceae; Roseomon 
ref|NR_028959.1 


Thiobaca. 


265678583 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Methylosarcina 
0 Methylosarcina 


hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 

Methylobacter 
1 Methylobacter 
hylococcaceae; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Hyphomicrobium 

1 Hyphomicrobium 

biaceae; Hyphomicrobium. 

Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 
Rickettsieae; 


Orientia. 
Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Thiorhodospira 
odospira sibirica 

ae; Thiorhodospira. 
Comamonas koreensis 
nas koreensis Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Thiocystis violacea 
stis violacea Bacteria; 


Bordetella holmesii 
ella holmesii Bacteria; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


ref|NR_028888.1 


Thiocystis violascens 


698584 699934 Thiocystis violascens Bacteria; 
Chromatiaceae; Thiocystis. 


28810 
strain ThSch 12 1 
Proteobacteria; G 
28810 
6611 16S ribosoma 
Gammaproteobacter 
28810 
halophila strain 
Bacteria; Proteob 
28810 
denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 
28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


703291 703229 1 60 gi 
ammaproteobacteria; Chromatiales; Chro 
732202 732140 1 60 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
733625 733563 1 60 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
901879 901817 1 60 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


Cc 


1070506 1070444 1 60 gi 


e 


ales; 
265678443 

quence 

eria; 


265678580 
6S ribosomal RNA, partial sequence 702960 70436 
matiaceae; 
265678560 
731878 733268 Thioc 
apsa. 
265678559 


73331 
Chro: 


Chro: 


265678330 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 10716 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 


28810 
subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 

28810 


facile subsp. ure 
Hyphomicrobium. 
28810 
gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 
28810 
naphthalenivorans 
CdJ2 Bacteria; Pro 
28810 
echinoides strain 
echinoides Bacter 
28810 
strain LMG 3475 1 
Proteobacteria; B 
28810 
strain BM5 16S ri 
Proteobacteria; G 
28810 
doebereinerae str 
doebereinerae Bac 
Azospirillum. 
28810 
strain DSM 176 16 
Proteobacteria; G 
28810 
roseopersicina st 
roseopersicina Ba 
28810 
strain H-8 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 


28810 
taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 
28810 
strain K9951 16S 
Proteobacteria; 

28810 
paradoxus strain 

Bacteria; Proteob 
28810 
aerophilum strain 
Bacteria; Proteob 
28810 


G 


Bacteria; Proteob 
28810 
strain 441-1 16S 


Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


versutus strain AL2 16S ribosomal RNA, partial sequence 


Bacteria_16S 


1308878 1308828 1 49 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 
1310351 1310301 1 


49 gi 


aphilum Bacteria; Proteobacteria; Alph 
1339468 1339406 1 60 


train MSR-1 16S ribosomal RNA, 
SR-1 Bacteria; Proteobacteria; 


gi 
partial 
Alphapr 


1375971 1375921 1 49 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1703567 1703505 1 60 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1724877 1724835 11 52 gi 


Cc 


a 


etaproteobacteria; Burkholderiales; Co: 
1966573 19665111 60 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1969501 1969439 1 60 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


e 


2024542 2024480 1 
S ribosomal RNA, 
ammaproteobacteria; Chromatiales; Chro 
2061349 2061287 1 60 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2153932 2153870 1 60 gi 
bosomal RNA, partial sequence 


60 gi 


1 
aS 


2184269 2184207 1 60 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


es 
i 
2187349 2187287 1 60 

ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2440885 2440823 1 60 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2468262 2468212 1 49 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2471245 2471183 1 60 gi 


gi 
di 


c 
a 


c 
h 


acteria; Gammaproteobacteria; Chromatia 
2992533 29924711 60 gi 


ribosomal RNA, partial sequence 


Rhodospiri 
228721488 

rtial 

roteob 


sequ 
acte 


228721487 
parti 
aprote 


als 
obac 


228721340 


sequence 


e 


Ss 


v 


ma. 


ma 


eq 


r 


ma 


e 


Ac 


u 
a 


fo} 


e 
1 


e 
a 


1 


ia; 


v 


es; 


es; 


les; 
219857402 


oteobacter 


228717818 


13756 


olderiales 
219878405 
equence 
Rhizobi 
219878391 
6S ribosomal RNA, partial sequence 1724592 17259 
monadace 
219878217 
1966261 19677 
tiaceae; 
219878215 
uence 

Rhod 


219878179 
complete sequence 2024259 20257 
tiaceae; 
219878149 
sequence 
ria; 
219857632 
2153652 21550 
etobacte 
219857609 
ence 

Xantho: 


Chr 


219857607 
2187032 21885 
nellacea 
219857426 


24405 
Ecto 


219857404 


24679 
Pis 


24709 
Ecto 


219846928 
2992209 2993681 Legionella brunensis Bacteria; 


ref|NR_028885.1 
Lamprocystis. 

ref|NR_028864.1 
apsa rosea Bacte 


ref |NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028745.1 

901557 903021 
matiales; Ectoth 
ref |NR_028632.1 
llac 
ref 
ence 
ria; 


eae; Tistrel 
NR_027611.1 

130859 
Rhizobiale 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_027605.1 
1339181 134062 


ia; Rhodospirill 


ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref |NR_025530.1 


Comamonas. 
NR_025356.1 


ae; 
ref 


Thiocapsa. 
ref|NR_025354.1 

1969231 197053 
ospirillales; Rh 


ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025288.1 
2061023 206241 
omatiales; Chro 
ref|NR_025221.1 


race 
ref 


ae; Rubritep 
NR_025198.1 
183928 218546 
monadales; Xanth 


ND 


ref|NR_025196.1 
e; Legionella. 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 


s: 


Lamprocystis purpurea 


5 Lamprocystis purpurea Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Thioalkalivibrio 

Thioalkalivibrio 
iorhodospiraceae; 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 
Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Polaromonas 

monas naphthalenivorans 
Polaromonas. 

Methylocystis 

7 Methylocystis 

taceae; Methylocystis. 
Comamonas kerstersii 


v 


36 Comamonas kerstersii Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Isochromatium buderi 
buderi Bacteria; 


Lamprocystis 
5 Lamprocystis 


matiaceae; Lamprocystis. 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Pseudoxanthomonas 

6 Pseudoxanthomonas 

omonadaceae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Thioalkalivibrio 

kalivibrio paradoxus 

ae; Thioalkalivibrio. 
Thioalkalimicrobium 

kalimicrobium aerophilum 
Thioalkalimicrobium. 

Thioalkalivibrio 

kalivibrio versutus 

ae; Thioalkalivibrio. 


v 


ref |NR_026520.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Legionella brunensis 


28810 
strain NCIMB 1112 


Bacteria_16S 


3004816 3004754 1 60 gi 
6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


28810 
tapeticola strain 
tapeticola Bacter 
28810 
denitrificans str 
denitrificans Bac 
Hyphomicrobium. 
28810 
methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 
28810 
strain CE2203 16S 
Proteobacteria; G 
28810 
magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 
28810 
marinum DSM 5261 
Proteobacteria; 
28810 
strain WO-44C 16S 
Proteobacteria; G 
28810 
thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 
28810 
strain NCIMB 1176 
Bacteria; Proteob 
28810 
centenum strain I 
centenum Bacteria 
Rhodospirillum. 
28810 
strain 25-4 16S r 


G 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
28810 Bacteria_16S 4887 4834 1 52 gi| 265679060 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
28810 Bacteria_16S 6349 6296 aL 52 gi| 265679059 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
28810 Bacteria_16S 7806 7753 1 52 gi| 265679058 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
28810 Bacteria_16S 44128 44075 1 52 gi| 265679034 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
28810 Bacteria_16S 66981 66928 1 52 gi| 265679019 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 

asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sp 
Sphingomonas. 

28810 Bacteria_16S 132302 132249 1 52 gi| 265678974 
strain R-10 16S ribosomal RNA, complete sequence 131953 13349 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermace 
28810 Bacteria_16S 179389 179336 1 52 gi| 265678943 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequenc 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methy 
Methylococcus. 

28810 Bacteria_16S 194715 194662 1 52 gi| 265678933 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 19438 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; M 
28810 Bacteria_16S 196224 196171 1 52 gi| 265678932 
strain A30 16S ribosomal RNA, partial sequence 195893 19735 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 
28810 Bacteria_16S 213361 213308 1 52 gi| 265678920 
strain 40 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


Bacteria_16S 
ccc Baja-95 Cl.2 16S ribosomal RNA, p 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 3387742 33891 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3007791 3007729 1 60 gi 
ia; Cyanobacteria; Oscillatoriales; Ha 
3124030 3123980 1 49 gi 
ain DSM 1869 16S ribosomal RNA, partia 


teria; Proteobacteria; Alphaproteobact 


3125519 3125469 1 49 gi 
5458 16S ribosomal RNA, partial 
roteobacteria; Alphaproteobacte 


in DSM 
eria; P 
3172369 3172307 1 60 

ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3198408 3198346 1 60 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


gi 


3388048 3387986 1 60 gi 
ammaproteobacteria; Chromatiales; Chro 
3575709 3575647 1 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 


3580114 3580052 1 60 gi 
Bacteria; Proteobacteria; Alphaproteo 


3968649 3968587 1 60 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3977383 3977321 1 60 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


, 


3999393 39993311 60 
ibosomal RNA, partial sequence 


gi 


ammaproteobacteria; 


3172065 31735 


3575389 35768 


strain RB-3 16S ribosomal RNA, partia 


3999120 40005 


219846920 
30045 
locystacea 
219846918 
artial seq 
lospirulin 
219846839 
1 sequence 
eria; Rhiz 


219846838 
sequence 
ria; Rhizo 


219846806 


matiaceae; 
219846789 
ial sequen 
cteria; Rh 


219846653 


matiaceae; 
219846525 


ionellacea 
219846522 
1 sequence 
bacteria; 


219846246 
39683 
rillales; 
219846240 
quence 
Rhodospir 


219846225 


hing 


ethy 


ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026510.1 
uence 300750 
a. 
ref |NR_026431.1 

3123738 312518 
obiales; Hyphomi 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


w 


ref |NR_026398.1 


Methylosinus sporium 
osinus sporium Bacteria; 


Halospirulina 
4 3008891 Halospirulina 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 


robiaceae; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Thiorhodococcus 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref |NR_026245.1 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


bdochromatiu 
NR_026117.1 


Rha 
ref 


m. 
Legionella feeleii 


54 Legionella feeleii Bacteria; 


e; Legionella. 
ref|NR_026114.1 
3579840 358126 
Rhodospirillales 


ref |NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_025830.1 

3977072 397838 
illales; Rhodosp 


ref|NR_025815.1 


Roseococcus 
5 Roseococcus 
Acetobacteraceae; 


, 


Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 
Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


acea 
ref 


e; Silanimon 
NR_029368.1 


as. 
Bartonella doshiae 


Bartonella doshiae Bacteria; 


tonella. 
NR_029367.1 


Bar 
ref 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


tonella. 
NR_029366.1 


Bar 
ref 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


tonella. 
NR_029342.1 


Bar 
ref 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


aceae; Carnimona 
ref |NR_029327.1 

66694 68135 
omonadales; 


ref|NR_029282.1 
5 Rhodothermus 
ae; Rhodothermus 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


ref|NR_029241.1 
5 195842 Methyl 
lococcaceae; 


ref|NR_029240.1 


Ss. 
Sphingomonas 
Sphingomonas 

Sphingomonadaceae; 


Rhodothermus marinus 


marinus Bacteria; 


Methylococcus 
Methylococcus 
ylococcaceae; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


aceae; Methylomi 


crobium. 


ref|NR_029228.1 


Marinomonas vaga 


213019 214484 Marinomonas vaga Bacteria; 
Oceanospirillales; Marinomonas. 


28810 
strain 1H 9 16S 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

28810 Bacteria_16S 261937 261884 1 52 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

28810 Bacteria_16S 315103 315050 1 52 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

28810 Bacteria_16S 316567 316514 1 52 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

28810 Bacteria_16S 318057 318004 1 52 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
28810 Bacteria_16S 351648 351595 1 52 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

28810 Bacteria_16S 353110 353057 1 52 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

28810 Bacteria_16S 354569 354516 1 52 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

28810 Bacteria_16S 356046 355993 1 52 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

28810 Bacteria_16S 363526 363473 1 52 gi|265678812|ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
28810 Bacteria_16S 369489 369436 1 52 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

28810 Bacteria_16S 370962 370909 1 52 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

28810 Bacteria_16S 372457 372404 1 52 gi| 265678806 |ref|NR_029111.1| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

28810 Bacteria_16S 381603 381550 1 52 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

28810 Bacteria_16S 407771 407718 1 52 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

28810 Bacteria_16S 415638 415585 1 52 gi|265678777|ref|NR_029082.1| Methylobacterium 


populi BJ001 16S 
Bacteria; Proteo 
28810 
strain LCl 16S r 
Proteobacteria; 

28810 
rudongensis stra 
rudongensis Bact 
28810 
ushuaiensis stra 
Bacteria; Proteo 
28810 
strain G-16.1 16 
Proteobacteria; 

28810 
strain R65 16S r 
Proteobacteria; 

28810 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 


16S 214878 214825 1 52 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
bacteria; Alphaproteobacteria; Rhizobia 
16S 418595 418542 1 52 gi 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 463218 463165 1 52 gi 
in AS1.1761 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacter 
16S 487710 487657 1 52 gi 
in Ul 16S ribosomal RNA, partial sequen 
bacteria; Gammaproteobacteria; Oceanosp 
16S 490841 490788 1 52 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 492348 492295 1 52 
ibosomal RNA, partial sequence 

Gammaproteobacteria; Alteromonadales; A 
16S 515185 515132 1 52 


gi 


gi 


214535 21600 


415329 41680 


265678919|ref 


51486 


marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 


NR_029227.1 
2 Halomonas elongata Bacteria; 


Halomonas elongata 


5 Methylobacterium populi BJ001 


les; Methylobacteriaceae; Methylobacterium. 

265678775|ref|NR_029080.1| Halomonas boliviensis 
418286 419726 Halomonas boliviensis Bacteria; 

Halomonadaceae; Halomonas. 

265678742 |ref|NR_029047.1]| Ancylobacter 

sequence 462905 464361 Ancylobacter 

ia; Rhizobiales; Xanthobacteraceae; Ancylobacter. 

265678726 |ref|NR_029031.1| Marinomonas 

ce 487371 488866 Marinomonas ushuaiensis 


irillales; Marinomonas. 

265678724 |ref|NR_029029.1| Halomonas organivorans 
490502 491973 Halomonas organivorans Bacteria; 

Halomonadaceae; Halomonas. 

265678723|ref|NR_029028.1| Marinobacter sediminum 
492024 493535 Marinobacter sediminum Bacteria; 

lteromonadaceae; Marinobacter. 

265678708|ref|NR_029013.1| Reinekea 


4 516365 Reinekea 


28810 
28810 
28810 


28810 


Bacteria; 
28810 


Bacteria; 
28810 


Bacteria; 
28810 


Bacteria_16S 
strain S-606 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
Bacteria_16S 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 57740 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
Bacteria_16S 
strain Iso-46 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
Bacteria_16S 
hassiacum strain 


Proteobacteria; Gammaproteobacteria; Pseudomo 
Bacteria_16S 


574720 574667 1 52 gi 


577704 577651 1 52 gi 


586695 586642 1 52 gi 


592716 592663 1 52 gi 


604714 604661 1 52 gi 
EL-105 16S ribosomal RNA, partial sequ 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
Saccharospirillum. 
Bacteria_16S 
nivimaris strain 


612465 612412 1 52 gi 
88/2-7 16S ribosomal RNA, partial sequ 
654947 654894 1 


52 gi 


574450 57581 


586359 58785 


W-51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
impatiens strain 


Sphingomonadales; 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 
Bacteria_16S 
16S ribosomal 
Gammaproteobacter 


28810 


N7 


28810 


28810 


28810 


28810 


strain NCTC 10617 


Bacteria_16S 


teria; 


ia; 
Bacteria_16S 
entanii strain LT 
Bacteria; 


659455 659402 


RNA, partial sequence 
Pseudomonadales; 


667094 667041 


677813 677760 


679258 679205 


682159 682106 


Proteobacteria; 


1 52 


Moraxellaceae; 


1 52 


1 52 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 0 
Bacteria_16S 
grignonense strai 
grignonense Bacte 


1 52 


1 52 


ain 116 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


659171 660617 Morax 
Moraxella. 


gi 


H4560 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 
strain SCII24 16S 


gi 


677507 67890 


gi 


n OgA9a 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacter 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 


28810 


strain TH-3 16S r 


Bacteria_16S 


715222 715169 


ar 52 


ibosomal RNA, partial sequence 


gi 


714920 71638 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


28810 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


28810 


lusitanum strain 
Bacteria; 


28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


719921 719868 


738284 738231 


P6-12 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholde 


742851 742798 


1 52 


1 52 


1 52 


strain 3-p 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


28810 


Bacteria_16S 


754021 753968 


1 52 


gi 


ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 


complete sequ 


gi 


742578 74395 


gi 


valvarum strain MDA3079 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardioba 


28810 


strain J1 16S rib 


Bacteria_16S 


767745 767692 


osomal RNA, partial 


Proteobacteria; Alphaproteobacteria; 


28810 


jannaschii strain 
Bacteria; 


28810 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


28810 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae; 


28810 


strain AMX51 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


812371 812318 


ALM2 16S ribosomal 
Proteobacteria; Gammaproteobacteria; Chromati 


833753 833700 


835255 835202 


842778 842725 


1 52 
sequence 
Rhizobiales; 
1 52 


gi 


767437 76891 


Hypho: 
gi 


RNA, partial seque 


1 52 


ab 52 


1 52 


ribosomal RNA, partial sequence 


gi 


train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


gi 


rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 


gi 


842468 84394 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


28810 


Bacteria_16S 


871603 871550 


1 52 


265678669 


265678667 


265678661 


265678657 
59240 


265678648 
ence 60442 


265678643 
ence 61213 
nadales; M 
265678613 


Pseu 


265678609 


265678604 
66678 


265678597 


265678596 


ia; Rhizob 
265678594 
68188 
eriaceae; 
265678571 


obacteriac 
265678568 
1 sequence 
eria; Caul 


265678555 
ence 73794 
riales; Ox 
265678551 


Rhodospiri 
265678543 
ence 75371 
cteriales; 
265678534 


microbiace 
265678504 
nce 81203 
ales; 
265678490 
cteria; Sp 
265678489 
roteobacte 


265678484 


rhizobiace 


gi 


ref 
ae; 

ref 

ref 
ae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Neis 
ref 


eae; 
ref 


obac 


ref 


ref 


llac 
ref 


Car 
ref 


ae; 
ref 


ref 


ial sequence 833445 834896 


hing 


ref 


tial sequence 


ria; 
ref 


ae; 


265678464 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 


ref 


2 Psychrobacter 
Psychrobacter. 


5 578770 Thala 
Thalassolituus. 


4 Psychrobacter 
Psychrobacter. 


8 593892 Novos 


0 605869 Sacch 
Saccharospirill 


0 613627 Psych 
oraxellaceae; Ps 


654656 656081 
domonadales; 


ella 
6 668269 Gluco 


Acetobacteraceae 


4 Ochrobactrum 
chrobactrum. 


678955 680426 
iales; c 


2 683236 Neisse 


9 755211 Cardio 


5 813508 Thioal 
Ectothio 


NR_028974.1 


NR_028972.1 


NR_028966.1 


NR_028962.1 


NR_028953.1 


NR_028948.1 


NR_028918.1 


NR_028914.1 


NR_028909.1 


NR_028902.1 


NR_028901.1 


Brucella 
NR_028899.1 


seria. 
NR_028876.1 


NR_028872.1 


719632 721036 


terales; Cau 


NR_028859.1 


8 739471 Herbas 
alobacteraceae; 


NR_028855.1 


eae; Rhodoci 
NR_028847.1 


diobacteriac 
NR_028838.1 


Devosia. 
NR_028807.1 


rhodospirace 
NR_028793.1 


omonadales; 
NR_028792.1 
834947 
Sphingomona 


NR_028787.1 


Bosea. 


s 


a 


r 


Mor 


canis Bacte 


n 


Psychrobacter pulmonis 
pulmonis Bacteria; 


Thalassolituus 
solituus oleivorans 


Psychrobacter faecalis 
faecalis Bacteria; 


Novosphingobium 


phingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Psychrobacter 
obacter nivimaris 
ychrobacter. 
Psychrobacter 
Psychrobacter 
axellaceae; 


Moraxella canis strain 
ria; Proteobacteria; 


Gluconacetobacter 
acetobacter entanii 
; Gluconacetobacter. 
Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Neisseria lactamica 
ria lactamica Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
Aminobacter. 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 

Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


NR_028767.1 


Gluconacetobacter 


871314 872760 Gluconacetobacter 


azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 


28810 


Bacteria_16S 


878905 878852 1 


52 gi 


265678459 


ref |NR_028762.1 


marinus subsp. pa 


Prochlorococcacea 
28810 
salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 
28810 
strain 4A 16S rib 
Proteobacteria; G 
28810 
strain OK-1 16S r 
Proteobacteria; G 
28810 
strain GP1l 16S r 
Proteobacteria; G 
28810 
199/55 16S riboso: 
Gammaproteobacter 
28810 
strain Ne 11 16S 
Proteobacteria; 
28810 
L-3 16S ribosomal 
Gammaproteobacter 
28810 
primoryensis stra 
primoryensis Bact 
28810 
yabuuchiae strain 
Bacteria; Proteob 
28810 
tardaugens strain 
Bacteria; Proteob 
28810 
strain DAPP-PG 22 
Proteobacteria; A 
28810 
strain 21F-2 16S 
Proteobacteria; A 
28810 
strain Y 16S ribo 
Alphaproteobacter 
28810 
indonesiensis str 
indonesiensis Bac 
Acetobacter. 
28810 
orleanensis strai 
orleanensis Bacte 
Acetobacter. 
28810 
strain R 16S ribo 
Proteobacteria; A 
fever group. 
28810 
shabanensis strai 
shabanensis Bacte 
Salinisphaera. 
28810 
witflariensis str 
witflariensis Bac 
Sphingopyxis. 
28810 
phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 
28810 
DSM 16069 16S rib 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


somal RNA, partial sequence 1128958 1130397 Ricke 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Prochlorococcus. 
956052 955999 1 52 gi 
strain BN12 16S ribosomal RNA, partial 


e; 


966868 966815 1 
osomal RNA, partial sequence 


52 gi 


ia; Pseudomonadales; Moraxellaceae; 
1015694 1015641 1 52 

ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; 
1017191 1017138 1 52 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
1064573 1064520 1 52 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1067513 1067460 1 52 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1073424 10733711 52 gi 
ARI-1 16S ribosomal RNA, partial sequ 


gi 


1077816 1077763 1 52 gi 
4 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1079327 10792741 52 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
1083791 1083738 1 52 gi 
ia; Sphingomonadales; Sphingomonadacea 

1093050 1092997 1 52 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095937 1095884 1 52 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1129269 1129216 1 52 gi 


lphaproteobacteria; Rickettsiales; Ric 
1139880 1139827 1 
n E1L3A 16S ribosomal RNA, 


ria; Proteobacteria; 


52 gi 
complete se 
Gammaproteobacter 


1141384 11413311 
ain W-5 
teria; 


52 gi 
0 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobact 


1142909 1142856 1 
in C6-1 
eria; P 


52 gi 
9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


1174726 1174673 1 
osomal RNA, partial sequence 


52 gi 


1 se 


Prochlorococcus 
878614 880078 


storis strain PCC 9511 16S ribosomal RNA, partia 
Prochlorococcus marinus subsp. pastoris Bacteria 


Bacteria; Proteobacteria; Alphaproteob 


966531 96793 


Mo 


1015393 10168 
M 


1016889 1018335 Morax 


Sphingomonadales; 


acteria; Alphaproteobacteria; Sphingomonadales; 
Bacteria_16S 


1079018 10804 


v 


raxella. 
265678367 


oraxellace 
265678366 


raxella. 
265678334 
sequence 
ria; Ocean 
265678332 
ence 10672 


265678328 
ence 10731 


265678324 
10775 
Sphingomon 

265678323 


Acetobacte 
265678320 


e; Sphingo 
265678314 
quence 
eria; Rhod 
265678312 
1 sequence 
ia; Rhodos 


253680770 
kettsiacea 


253680763 
quence 
ia; Salini 


253680762 
quence 
eria; Sphi 
253680761 
quence 

ria; Rhodo 


quence 


Cyanobacteria; Prochlorales; 


265678408|ref|NR_028710.1| Pseudaminobacter 
sequence 955748 957207 Pseudaminobacter 

acteria; Rhizobiales; Phyllobacteriaceae; 
265678400|ref|NR_028702.1| Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1009657 1009604 1 52 gi|265678371|ref|NR_028673.1| Shewanella algae 
ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1012702 1012649 1 52 gi|265678369|ref|NR_028671.1| Moraxella caviae 
ibosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

1014198 1014145 1 52 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
mal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 


ref|NR_028669.1| Moraxella catarrhalis 
38 Moraxella catarrhalis Bacteria; 

ae; Moraxella. 
ref |NR_028668.1 
ella bovis Bacte 


Moraxella bovis strain 
ria; Proteobacteria; 


Marinomonas 
0 Marinomonas 
rinomonas. 
Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
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arcula bermudensis 
culaceae; Parvularcula. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Haliangium tepidum 
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1 Acetobacter 

etobacteraceae; 
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01 Sphingobium cloacae Bacteria; 
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Marinobacter 


bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


28810 Bacteria_16S 1465247 1465194 1 52 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

28810 Bacteria_16S 1480472 1480419 1 52 gi|219878371|ref|NR_025510.1] Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

28810 Bacteria_16S 1483476 1483423 1 52 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

28810 Bacteria_16S 1492576 1492523 1 52 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

28810 Bacteria_16S 1514966 1514913 1 52 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

28810 Bacteria_16S 1552911 1552858 1 52 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

28810 Bacteria_16S 1569303 15692501 52 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

28810 Bacteria_16S 1645510 1645457 1 52 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

28810 Bacteria_16S 1646995 1646942 1 52 gi|219878444|ref|NR_025583.1| Stella vacuolata 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

28810 Bacteria_16S 1648492 1648439 1 52 gi|219878443|ref|NR_025582.1| Stella humosa strain 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

28810 Bacteria_16S 1654594 1654541 1 52 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

28810 Bacteria_16S 1656130 1656077 1 52 gi| 219878437 |ref|NR_025576.1| Ochrobactrum 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 1655822 1657274 Ochrobactrum 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
28810 Bacteria_16S 1686519 1686466 1 52 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 

28810 Bacteria_16S 1705053 1705000 1 52 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

28810 Bacteria_16S 1721825 1721772 1 52 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

28810 Bacteria_16S 1723366 1723313 1 52 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

28810 Bacteria_16S 1736980 1736927 1 52 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

28810 Bacteria_16S 1749208 1749155 1 52 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

28810 Bacteria_16S 1750700 1750647 1 52 gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae 
strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

28810 Bacteria_16S 1755337 1755284 1 52 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

28810 Bacteria_16S 1783904 1783851 1 52 gi|219878347|ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

28810 Bacteria_16S 1814418 1814365 1 52 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 
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odobacterales; H 


Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis 

0 Maricaulis 
yphomonadaceae; 
ref |NR_025304.1| Luteimonas mephitis 
53 2045572 Luteimonas mephitis Bacteria; 
aceae; Luteimonas. 

ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 
Bartonella. 
ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 
Bartonella. 
ref|NR_025271.1| Alcanivorax jadensis 
02 Alcanivorax jadensis Bacteria; 
acaceae; Alcanivorax. 


219878126 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 


ref|NR_025265.1] Thermomonas 
2093069 2094546 Thermomonas 


hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Thermomonas. 


28810 Bacteria_16S 2097938 2097885 1 52 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

28810 Bacteria_16S 2113119 2113066 1 52 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

28810 Bacteria_16S 2116212 2116159 1 52 gi|219857657|ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

28810 Bacteria_16S 2117729 2117676 1 52 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

28810 Bacteria_16S 2137385 2137332 1 52 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

28810 Bacteria_16S 2151007 2150954 1 52 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

28810 Bacteria_16S 2155406 2155353 1 52 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

28810 Bacteria_16S 2159957 2159904 1 52 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

28810 Bacteria_16S 2162971 2162918 1 52 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

28810 Bacteria_16S 2175225 2175172 1 52 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

28810 Bacteria_16S 2220646 2220593 1 52 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

28810 Bacteria_16S 2222055 2222002 1 52 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

28810 Bacteria_16S 2263387 22633341 52 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

28810 Bacteria_16S 2295319 2295266 1 52 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

28810 Bacteria_16S 2296785 2296732 1 52 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

28810 Bacteria_16S 2299750 2299697 1 52 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
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28810 
africanus strain 
africanus Bacteri 
Desulfovibrio. 
28810 
strain LMG 2142 1 
Proteobacteria; A 
28810 
australicum strai 
australicum Bacte 
28810 
sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 
28810 
autotrophicus str 
Bacteria; Proteob 
28810 
strain 301 16S ri 
Proteobacteria; A 
28810 
strain BN6 16S ri 
Proteobacteria; A 
28810 
pantelleriensis s 
pantelleriensis B 
Halomonas. 

28810 
strain FB2 16S ri 
Proteobacteria; G 
28810 
thalassica strain 
thalassica Bacter 
Methylophaga. 
28810 
strain ATCC 35842 
Proteobacteria; G 
28810 
marismortui strai 
marismortui Bacte 
Chromohalobacter. 
28810 
strain ATCC 49336 
Proteobacteria; G 
28810 
hansenii strain N 
hansenii Bacteria 


Gluconacetobacter. 
Bacteria_16S 


28810 
liquefaciens stra 
liquefaciens Bact 


Gluconacetobacter. 
Bacteria_16S 


28810 
strain ATCC 35912 
Bacteria; Proteob 
28810 
strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 
28810 
acetivorans strai 
Bacteria; Proteob 
28810 
aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 
28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3239246 3239193 1 52 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3242207 32421541 52 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


gi 


3261705 3261652 1 52 gi 
lphaproteobacteria; Sphingomonadales; 

3263229 3263176 1 52 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3299705 3299652 1 52 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


3307435 3307382 1 52 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3308897 3308844 1 52 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3311843 33117901 52 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

3319464 33194111 52 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


3352906 3352853 1 52 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3382001 3381948 1 52 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


gi 


3383539 3383486 1 52 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3385063 3385010 1 52 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


3386536 3386483 1 52 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3552962 3552909 1 52 gi 
CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


, 


3554493 3554440 1 52 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


3568145 3568092 1 52 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3569621 3569568 1 52 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 

n. Acetobacter. 

3587855 3587802 1 52 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3679195 3679142 1 52 gi 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 


219846761 


3238968 32403 


obacterace 
219846759 
quence 

; Desulfov 


219846746 


6S ribosomal RNA, partial sequence 3261418 32628 


Sphingomon 
219846745 
al sequenc 
ia; Rhizob 
219846721 
quence 
eria; Thio 
219846716 
ence 33071 
les; Xanth 
219846715 


3308619 33100 


obacterace 
219846712 


3311548 33129 


Sphingomon 
219846706 
equence 
cteria; Oc 


219846682 


3352589 33540 


Halomonad 
219846661 
e sequence 
a; Thiotri 
219846660 
33832 
ciricketts 
219846659 
1 sequence 
ia; Oceano 


, 


219846658 
33862 
Halomonad 
219846541 
quence 
Rhodospir 


219846540 
1 sequence 
ria; Rhodo 


219846530 
35678 
les; Vibri 
219846529 
equence 
rillales; 


219846517 
nce 35875 
ellales; D 
219846451 
quence 


eria; Rick 


3683606 3683553 1 52 gi 


219846448 


ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref|NR_026351.1 

3241884 324339 
ibrionales; Desu 


ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref |NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacter 
ref |NR_026304.1 


adaceae; Sphingo 
ref |NR_026298.1 

3319157 332063 
eanospirillales; 


ref |NR_026274.1 
aceae; Halomonas 
ref |NR_026253.1 

3381669 338315 
chales; Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026251.1 

3384746 338616 
spirillales; Hal 


ref |NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref|NR_026133.1 

3552654 355413 
illales; Acetob 


illales 


ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio. 
ref|NR_026121.1 

3569313 357079 
Acetobacteracea 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref |NR_026042.1 
3678896 368032 


ettsiales; Ricke 


ref|NR_026039.1 


e: 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Pedomicrobium 

2 Pedomicrobium 

obiaceae; Pedomicrobium. 
Methylophaga 

9 Methylophaga 

rickettsiaceae; 


Xanthobacter 
bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 

Halomonas 
3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 
Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Vibrio cincinnatiensis 
cincinnatiensis 


Acetobacter aceti 
2 Acetobacter aceti 
; Acetobacter; 
Desulfurella 
urella acetivorans 

Desulfurella. 

Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Ochrobactrum anthropi 


strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


28810 


hansonii strain AM6 16S ribosomal RNA, partial sequence 
Bacteria; 


28810 


strain ROO1 16S r 


28810 


strain RB 16S rib 


28810 


strain NCTC 3438 
Bacteria; 


28810 


strain 62 16S rib 


28810 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; 


28810 


strain ATCC VR-61 
Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


spotted fever group. 


28810 


strain Mtul 16S r 


28810 


halodenitrificans 
halodenitrificans 
Halomonas. 


28810 


strain F9251 16S 


28810 


strain B9 16S rib 


28810 


extorquens strain TK 0001 16S ribosomal RNA, complete sequence 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Methylobacterium. 


28810 


strain BN 126 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; A 


28810 


organovorum strain TFC 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


28810 


strain Lhet2 16S 


28810 


strain FR2 16S ri 


28810 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


28810 


strain IAM 12670 


28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


Bacteria; 


3692730 3692677 1 


3770288 3770235 1 


3780915 3780862 1 


3824945 3824892 1 


3836891 3836838 1 


3846059 3846006 1 


in 3-7-6 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


3847549 3847496 1 


3849039 3848986 1 


3891974 3891921 1 


3893516 3893463 1 


3898180 3898127 1 


3938914 3938861 1 


3940369 3940316 1 


3943276 3943223 1 


3946196 3946143 1 


3962642 3962589 1 


3965633 3965580 1 


3972998 3972945 1 


3974476 3974423 1 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 
28810 
strain SW-161 16S 
Proteobacteria; A 


Bacteria_16S 


3994932 3994879 1 


lphaproteobacteria; 


28810 


Bacteria_16S 


3996423 39963701 


IAM 14222 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 


52 


Proteobacteria; Gammaproteobacteria; Methylococcales; M 


52 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


52 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 


52 


complete sequence 


52 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


52 


complete sequence 


52 


1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; 


52 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 


52 


strain DSM 735 16S ribosomal RNA, 


Proteobacteria; Gammaproteobacteria; 


52 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


52 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


52 


52 


52 


52 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 


52 


bosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


52 


GIFU 11526 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


52 


16S ribosomal RNA, partial sequence 3972687 39741 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 


52 


52 


ribosomal RNA, partial sequence 


52 


complete sequence 


gi| 219846442 
36924 


gi| 219846384 
3769978 37714 


gi|219846376 
3780594 37820 
gi|219846346 
38245 


gi|219846337 
3836584 38380 


gi| 219846331 
Ricke 
gi| 219846330 
38472 
Ric 
gi|219846329 
3848728 38501 


gi| 219846300 
complete sequ 


gi| 219846299 
3893217 38946 


gi| 219846296 
3897893 38992 


gi|219846266 
Rhizobi 


gi|219846265 
3940082 39414 


gi| 219846263 
39429 


gi|219846261 
3945905 39473 


gi|219846250 
3962329 39637 


gi|219846248 


gi| 219846243 


gi|219846242 
Rhizobi 


gi|219846228 
3994645 39960 


Sphingomonadales; Erythrobacteraceae; 


Sphingomonadales; 


ref|NR_026033.1| Methylosphaera 
15 3693865 Methylosphaera hansonii 
ethylococcaceae; Methylosphaera. 
ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
ceae; Ralstonia. 
ref|NR_025967.1| Rickettsia honei 
84 Rickettsia honei Bacteria; 
e; Rickettsieae; Rickettsia; spotted 
ref |NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 
steurellaceae; Avibacterium. 
ref|NR_025927.1| Halomonas pacifica 
63 Halomonas pacifica Bacteria; 
aceae; Halomonas. 
ref|NR_025921.1| Rickettsia 

3845748 3847187 Rickettsia 
ttsiales; Rickettsiaceae; Rickettsieae; 


ref|NR_025920.1| Rickettsia montanensis 
38 3848677 Rickettsia montanensis 
kettsiaceae; Rickettsieae; Rickettsia; 


ref|NR_025919.1| Rickettsia massiliae 
67 Rickettsia massiliae Bacteria; 
e; Rickettsieae; Rickettsia; spotted 


ref|NR_025890.1] Halomonas 
ence 3891636 3893166 Halomonas 
Oceanospirillales; Halomonadaceae; 


ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref|NR_025886.1| Ahrensia kielensis 
99 Ahrensia kielensis Bacteria; 
aceae; Ahrensia. 
ref|NR_025856.1| Methylobacterium 
3938625 3940031 Methylobacterium 
ales; Methylobacteriaceae; 


ref|NR_025855.1| Rhodobium marinum 
71 Afifella marina Bacteria; 
fifella. 
ref|NR_025853.1| Acidiphilium 

85 3944397 Acidiphilium organovorum 


Acetobacteraceae; Acidiphilium. 


ref|NR_025851.1| Acidiphilium cryptum 

17 Acidiphilium cryptum Bacteria; 

raceae; Acidiphilium. 

ref|NR_025840.1| Rhodoferax fermentans 

85 Rhodoferax fermentans Bacteria; 

ae; Rhodoferax. 

ref |NR_025838.1| Novosphingobium 
3965346 3966788 Novosphingobium 

Sphingomonadaceae; 


ref |NR_025833.1| Duganella zoogloeoides 
37 Duganella zoogloeoides Bacteria; 
ceae; Duganella. 


ref |NR_025832.1| Agrobacterium 


3974188 397555 
ales; Rhizobiace 


ref|NR_025818.1 
85 Erythrobacter 
Erythr 
ref|NR_025817.1 


gi| 219846227 


seohaensis strain SW-135 16S ribosomal RNA, partial sequence 


seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Erythrobacter. 


6 Agrobacterium 
ae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 


3996136 399757 


Erythrobacter 
9 Erythrobacter 


Sphingomonadales; Erythrobacteraceae; 


28810 
donghaensis stra 
donghaensis Bact 
Porphyrobacter. 
28810 
flavimaris strai 
flavimaris Bacte 
Sphingopyxis. 
28810 
strain SW-154 16 
Proteobacteria; 
28810 
daepoensis strai 
daepoensis Bacte 
Marinobacter. 
28810 
flavimaris strai 
flavimaris Bacte 
Marinobacter. 
28810 
alimentarius str 
alimentarius Bac 
Psychrobacter. 
28810 
aquimaris strain 
Bacteria; Proteo 
28810 
strain SS20 16S 
Proteobacteria; 
28810 
maritimus strain 
Bacteria; Proteo 
28810 
violaceinigra st 
violaceinigra Ba 
28810 
strain A828 16S 
Proteobacteria; 
28810 
succinatimandens 
succinatimandens 
Petrobacter. 
28810 
strain KMM 3809 
Proteobacteria; 
28810 
lipolyticus stra 
lipolyticus Bact 
Marinobacter. 
28810 
ganghwensis stra 
ganghwensis Bact 
28810 
hispanicum strai 
Bacteria; Proteo 
28810 
aquaticum strain 
Bacteria; Proteo 
28810 
fontislapidosi s 
fontislapidosi B 
Idiomarina. 
28810 
strain TF-27 16S 
Proteobacteria; 
28810 
strain 4B02 16S 
Proteobacteria; 
28810 
strain AB1110 16 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


16S 3997917 3997864 1 52 gi 
in SW-132 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacter 


16S 4000839 4000786 1 52 gi 
n SW-151 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacteri 


16S 4017407 4017354 1 52 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Kangiella. 
16S 4018949 4018896 1 52 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


gi 


n 
r 


16S 4020495 4020442 1 52 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


n 
r 


16S 4022038 4021985 1 52 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


a 
14 


16S 4035794 40357411 52 gi 
SW-110 16S ribosomal RNA, partial sequ 
bacteria; Alphaproteobacteria; 

16S 4055253 4055200 1 52 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 4056741 4056688 1 52 gi 
TF-17 16S ribosomal RNA, partial seque 
bacteria; Gammaproteobacteria; Alteromo 
16S 4059784 40597311 52 gi 
rain YIM 31327 16S ribosomal RNA, parti 
cteria; Proteobacteria; Betaproteobacte 
16S 4108141 4108088 1 52 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Barto 
16S 4121858 4121805 1 52 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


gi 


16S 4169469 4169416 1 
16S ribo 
Gammapro 
16S 4190929 4190876 1 
n SM-19 
ria; Pr 


52 gi 


52 gi 
16S ribosomal RNA, partial seq 
oteobacteria; Gammaproteobacter 


i 
e 


16S 4195451 4195398 1 52 gi 
in JC2044 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacter 
16S 4239307 42392541 52 gi 
n GP34 16S ribosomal RNA, partial seque 
bacteria; Alphaproteobacteria; Rhizobia 
16S 4240766 4240713 1 52 gi 
GR16 16S ribosomal RNA, partial sequen 
bacteria; Alphaproteobacteria; Rhizobia 
16S 366468 366416 1 51 gi 
train F23 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteobac 


16S 434111 434059 1 51 

ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
16S 748470 748418 1 52 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; M 
16S 751220 751168 1 52 gi 
S ribosomal RNA, partial sequence 


gi 


Ss 
gi 


Sphingomon 


qu 
ia 


v 


ue 
a; 


ue 
a; 


ue 
a; 


eq 


ria; 


en 


H 


ne 
na 


e 


al 


ria; 


4107869 41 
llace 
219846135 
equen 
eria; 


ne 


s 
ct 


ia; 


ia; 


nce 
les; 


ce 
les; 


dales 
219846180 
sequ 


219846226 
ence 


Sphing 


219846224 
nce 
Sphingo 


219846211 
4017086 40185 


219846210 
nce 
Alteromonad 


219846209 
nce 
Alteromonad 


219846208 
uence 
Pseud 


219846199 
ce 40 
adale 
219846183 
4054980 40 
alomo 
219846182 


355 
S; 


563 


40564 


, 


enc 


Burkh 


219846146 


092 
ae; 


ce 
Rh 


219846100 
somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; Alteromonad 
219846081 
uence 


Altero 


219846078 
quence 


Oceano 


219846042 


42390 
Methy 


219846041 


42404 
Methy 


265678810 
quence 
teria; Alt 


265678765 
433793 43528 
hewanellac 
265678547 
748219 74954 
oraxellace 
265678545 
750969 752293 Acinetobacter towneri Bacteria; 


nad 


Alter 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


ref |NR_025801.1 


ref|NR_025800.1 
4018632 402012 
ales; Altero 


ref|NR_025799.1 
4020178 402167 
ales; Altero 


ref|NR_025798.1 
4021723 402321 
omonadales; Mora 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025773.1 


aceae; Halomonas 
ref|NR_025772.1 
29 4057918 Microb 

omonadaceae; 
ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025736.1 


tonella. 
ref|NR_025725.1 

4121524 412305 
odocyclales; Rho 


Bar 


ref|NR_025690.1 


acea 
ref 


e; Marinobac 
NR_025671.1 
190616 419208 
monadales; Alter 


rs 


ref|NR_025668.1 
195136 419657 
spirillales; Hah 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref|NR_029115.1 

366150 367594 
eromonadales; Id 


rs 


ref |NR_029070.1 
eae; Shewanella 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028849.1 


9 
h 


5 
g 


7 


2 


6 


Oo. 
a 


U 


7 
° 


2 


t 


8 
oO 
6 
e 


° 


° 


i 


Porphyrobacter 
Porphyrobacter 
robacteraceae; 


Sphingopyxis 
Sphingopyxis 


omonadaceae; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Marinobacter 
Marinobacter 


monadaceae; 


Marinobacter 
Marinobacter 


monadaceae; 


Psychrobacter 
Psychrobacter 


xellaceae; 


Erythrobacter 
bacter aquimaris 

e; Erythrobacter. 
Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Microbulbifer 

lbifer maritimus 
Microbulbifer. 
Duganella 

Duganella 

bacteraceae; Duganella. 
Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Petrobacter 
Petrobacter 


docyclaceae; 


Marinobacter excellens 


64 Marinobacter excellens Bacteria; 


er. 
Marinobacter 
Marinobacter 

monadaceae; 


Zooshikella 
Zooshikella 

llaceae; Zooshikella. 
Methylobacterium 
bacterium hispanicum 


Methylobacterium. 


Methylobacterium 
bacterium aquaticum 


Methylobacterium. 


Idiomarina 
Idiomarina 
omarinaceae; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Acinetobacter bouvetii 


bouvetii Bacteria; 
Ge 


Acinetobacter towneri 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


28810 


strain YLM-32 16S 


28810 


strain KMM 231 16 


28810 


strain KMM 227 16 


28810 


decolorationis st 
decolorationis Ba 
Shewanella. 


28810 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


28810 


strain 63 16S rib 


28810 


strain SW-47 16S 


28810 


strain ACEM 9 16S 


28810 


strain L2-TR 16S 


28810 


strain DM12 16S r 


28810 


japonicum strain 
japonicum Bacteri 


28810 


frigidimarina str 
frigidimarina Bac 


28810 


strain CL-SP19 16 


28810 


chungwhensis stra 
chungwhensis Bact 
Salinimonas. 


28810 


strain R22 16S ri 


28810 


strain SW-120 16S 


28810 


strain SW-117 16S 


28810 


strain TF-22T 16S 


28810 


halophilus strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


halophilus Bacteria; 


Aestuariibacter. 


28810 


salexigens strain 


Bacteria_16S 


salexigens Bacteria; 


Aestuariibacter. 


28810 


strain KMM 3823 1 
Proteobacteria; Gammapro 


28810 


Bacteria_16S 


Bacteria_16S 


cteria; 


JC2043 


JC2042 


6S ribo 


1076306 1076262 6 


1545470 1545418 1 


1546984 1546932 1 


1607670 1607618 1 


1860063 1860011 1 


teria; Proteobacteria; 


2091827 2091775 1 


osomal RNA, partial sequence 


2100983 2100931 1 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 


2293838 2293786 1 


2298283 22982311 


2334655 2334605 1 


2931823 29317711 


ATCC 19191 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria; Oceanospiril 


3659300 3659248 1 


3983052 3983000 1 


4005378 4005326 1 


4009929 4009877 1 


bosomal RNA, partial sequence 


4028078 4028026 1 


4029627 4029575 1 


4044801 4044749 1 


4127919 4127867 1 


50 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteracea 


51 


S ribosomal RNA, partial sequence 


51 


S ribosomal RNA, partial sequence 


51 


51 


51 


51 


51 


ribosomal RNA, partial sequence 


51 


ribosomal RNA, partial sequence 


49 


ibosomal RNA, partial sequence 


51 


51 


gi 


265678325 


1075986 10774 


gi 


219857261 


1545151 15466 
Proteobacteria; Gammaproteobacteria; Alteromonadales; I 


gi 


diomarinac 
219857260 


1546665 15481 
Proteobacteria; Gammaproteobacteria; Alteromonadales; I 


gi 


Gammaproteobac 


gi 


gi 


diomarinac 
219878471 


rain S12 16S ribosomal RNA, partial sequence 
Proteobacteria; 


teria; Alt 


219878294 


ain LMG 21861 16S ribosomal RNA, partial sequenc 
Gammaproteobacteria; Alteromonadales; Alt 


219878128 


2091488 20930 
Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


gi 


hewanellac 
219878121 


2100672 21021 


gi 


219857535 


2293525 22949 
Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


gi 


hewanellac 
219857531 


2297982 22993 
Proteobacteria; Gammaproteobacteria; Alteromonadales; I 


gi 


diomarinac 
219857505 


2334350 23357 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


gi 


partial 


gi 


ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; 


Gammaproteobact 


51 


S ribosomal RNA, partial sequence 


51 


gi 


219856835 
sequence 


219846465 
quence 

eria; Alte 
219846236 


3982735 39841 
Proteobacteria; Gammaproteobacteria; Alteromonadales; I 


gi 


in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; 


Gammaproteobacte 


51 


51 


ribosomal RNA, partial sequence 


51 


ribosomal RNA, partial sequence 


51 


ribosomal RNA, partial sequence 


51 


gi 


diomarinac 
219846221 
sequence 
ria; Alter 


219846216 


4009610 40110 
Proteobacteria; Gammaproteobacteria; Alteromonadales; I 


gi 


diomarinac 
219846204 


4027757 40292 
Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


gi 


hewanellac 
219846203 


4029306 40308 
Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


gi 


hewanellac 
219846190 


4044490 40459 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadacea 


gi 


Proteobacteria; Gammaproteobacteri 


4129408 4129356 1 


51 


gi 


Proteobacteria; Gammaproteobacteri 


4178701 4178649 1 


71502 71451 1 


51 


50 


gi 


gi 


219846131 


16S ribosomal RNA, partial sequence 


219846130 


16S ribosomal RNA, partial sequence 


219846094 


somal RNA, partial sequence 4178357 41798 
teobacteria; Alteromonadales; S 


hewanellac 
265679016 


sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; 


Pseudonocardia. 


ref 


ref 


eae; 
ref 


eae; 
ref 


ref 


ref 


eae; 


ref 


ref 


eae; 
ref 


eae; 


ref 


ref 


ref 


romo 
ref 


eae; 


omon 


ref 


eae; 
ref 


eae; 
ref 


eae; 


ref 


ref 


ref 


rs 


ref 


eae; 
ref 


1607365 160881 
eromonadales; Sh 


e 1859752 186123 


2931509 293296 


3658961 366046 


4005071 400647 


4127615 412904 
a; Alteromonadales; Altero 


129099 413053 
a; Alteromonadales; Altero 


NR_028627.1 


NR_024892.1 


Idiomarina. 
NR_024891.1 


Idiomarina. 
NR_025610.1 


NR_025433.1 


NR_025267.1 

Shewanella. 
NR_025260.1 
NR_025123.1 


Shewanella. 
NR_025119.1 


Idiomarina. 
NR_025093.1 
NR_024654.1 


lales; Pseud 
NR_026057.1 


nadales; She 
NR_025826.1 


Idiomarina. 
NR_025811.1 


adales; Alte 
NR_025806.1 


Idiomarina. 
NR_025794.1 


Shewanella. 
NR_025793.1 


Shewanella. 
NR_025780.1 


e; Alteromon 
NR_025721.1 


NR_025720.1 


NR_025684.1 


Shewanella. 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Alteromonas 
3 Alteromonas 


eromonadaceae; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
eromonadaceae; Alteromon 


as. 
Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 
aceae; Paracoccu 


s. 
Pseudospirillum 
7 Pseudospirillum 
ospirillum. 
Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 
Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Aestuariibacter 

8 Aestuariibacter 

monadaceae; 


Aestuariibacter 
7 Aestuariibacter 


monadaceae; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Pseudonocardia 


NR_029324.1 


71176 72680 


Pseudonocardia 


28810 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiaceae; 


28810 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


28810 


cellulans strain 
cellulans Bacteri 
Promicromonosporaceae; 


28810 


strain 136 16S ri 


28810 


strain CE40 16S r 


28810 


strain 27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


28810 


strain ST26 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


28810 


strain ST50 16S r 


28810 


strain 55134 16S 


28810 


aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 


28810 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


28810 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


28810 


strain MCRL 0044 


Bacteria_16S 73060 73009 1 


Pseudonocardia. 


Bacteria_16S 103280 103229 1 


Bacteria_16S 118622 118571 1 


Cellulosimicrobium. 


Bacteria_16S 120125 120074 1 


Bacteria_16S 123213 123162 1 


Bacteria_16S 136830 136779 1 


Bacteria_16S 138389 138338 1 


Bacteria_16S 139918 139867 1 


Bacteria_16S 144422 144371 1 


Bacteria_16S 147341 147290 1 


Kineococcus. 


Bacteria_16S 162640 162589 1 


245501 245450 1 


Bacteria_16S 


Bacteria_16S 265007 264956 1 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


50 gi 


train 580 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


50 gi 


21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


50 gi 


DSM 43879 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Actinomycet 


50 gi 


50 gi 


50 gi 


136495 13800 
Micrococcineae; 


50 gi 


50 gi 


50 gi 


Micr 


50 gi 


n Ra 333 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


50 gi 


n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


50 gi 


n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


50 gi 


16S ribosomal RNA, partial sequence 264725 26613 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


28810 


Bacteria_16S 342708 342657 1 


50 gi 


japonicum strain YU 636-3 16S ribosomal RNA, partial se 


japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Cryptosporangium. 


28810 


Bacteria_16S 367955 367904 1 


50 gi 


castelarensis strain BJ-608 16S ribosomal RNA, partial 
castelarensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; 


28810 


nipponensis strai 
nipponensis Bacte 
Streptomycetaceae; 


28810 


xiligouense strai 
xiligouense Bacte 


Streptomyces. 
Bacteria_16S 373931 373880 1 


Kitasatospora. 
Bacteria_16S 389232 389181 1 


Promicromonosporaceae; Myceligenerans. 


28810 


neocaledoniensis 
neocaledoniensis 


Bacteria_16S 398437 398386 1 


Nocardiaceae; Nocardia. 


28810 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae; 


28810 


strain XILO8 16S ribosomal RNA, 


Bacteria_16S 403112 403061 1 


Streptomyces. 
Bacteria_16S 406212 406161 1 


complete sequence 


50 gi 


n HKI 0315 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


50 gi 


n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


50 gi 


strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 


50 gi 


YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 


50 gi 


119823 12132 
Micrococcineae; 


122905 12429 
Micrococcineae; 


138055 13953 
Micrococcineae; 


139582 14105 
Micrococcineae; 


144082 14559 
ococcineae; 


265679015 


265678994 


265678983 
equence 


265678982 


265678980 


265678971 


265678970 


265678969 


265678966 


265678964 
quence 


265678954 
ales; 
265678898 
equence 


265678883 


265678829 
quence 


265678809 
sequence 


265678805 
sequence 


265678795 
sequence 


265678789 


265678786 
quence 
Actinomyce 


265678784 


e; Actinomycet 


Actinomycetal 


tial sequence 
idae; Actinomy 


ref 


72731 
Actinomyc 


ref 


102976 104435 Tsuka 
Corynebacterineae; Tsukamurellaceae; 


ref 


118321 119772 
ales 


ref 


Ce 
ref 


Ce 
ref 


Ce 
ref 


1 Sanguibacter 


Sa 
ref 


8 Sanguibacter 
Sanguibacterac 


ref 


Jo 
ref 


147044 148460 
Actinomycetal 


ref 


ence 162334 163815 Brevib 
Micrococ 


ref 


245166 246646 
Actinomycetal 


ref 


ref 


342395 343854 
ales 


373661 375050 
Actinomycetal 


ref 


ref 


402781 404300 
tale 


NR_029323.1 
74244 
etales; 


NR_029302.1 


NR_029291.1 


; Micrococci 


NR_029290.1 


1llulomonadac 
NR_029288.1 


1llulomonadac 
NR_029279.1 


1llulomonadac 
NR_029278.1 


nguibacterac 
NR_029277.1 
NR_029274.1 


nesiaceae; J 
NR_029272.1 


es; Kineospo 
NR_029262.1 
cineae; Brev 
NR_029206.1 


es; Coryneba 


NR_029189.1 


Pseudonocar 
NR_029134.1 


; Frankineae 


Streptom 


es; Micrococ 
NR_029094.1 

398145 
cetales; Cor 


NR_029091.1 


s; Streptomy 


ref 


Pseudonocardia 
Pseudonocardia 


Pseudonocardineae; 


Tsukamurella pulmonis 


murella pulmonis 


Cellulosimicrobium 
Cellulosimicrobium 
neae; 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 


eae; Cellulomonas. 
Cellulomonas hominis 


8 Cellulomonas hominis Bacteria; 


eae; Cellulomonas. 
Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Kineococcus 
Kineococcus 
riineae; 


Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Rhodococcus 
Rhodococcus 


cterineae; Nocardiaceae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
donocardineae; 


diaceae; Kutzneria. 
Cryptosporangium 
Cryptosporangium 

; Cryptosporangiaceae; 


Streptomyces 
Streptomyces 
omycineae; 


Kitasatospora 
Kitasatospora 
ycineae; 


Myceligenerans 
Myceligenerans 
cineae; 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Streptomyces 
Streptomyces 
cineae; 


NR_029089.1 


Xylanibacterium ulmi 


405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 


28810 Bacteria_16S 409268 409217 1 50 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 420122 420071 1 50 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

28810 Bacteria_16S 435673 435622 1 50 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

28810 Bacteria_16S 461709 461658 1 50 gi| 265678743 |ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
28810 Bacteria_16S 489259 489208 1 50 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

28810 Bacteria_16S 506234 506183 1 50 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

28810 Bacteria_16S 522935 522884 1 50 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

28810 Bacteria_16S 544240 544189 1 50 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

28810 Bacteria_16S 553439 553388 1 50 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 598575 598524 1 50 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28810 Bacteria_16S 600105 600054 1 50 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 630687 630636 1 50 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
28810 Bacteria_16S 656428 656377 1 50 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 


melanosporofacien 


28810 
cellulosilytica s 
cellulosilytica B 


Bacteria_16S 


Streptomyces. 


Promicromonosporaceae; Xylanimonas. 


28810 
radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 
28810 
scopiformis strai 
Bacteria; Actinob 
Streptomyces. 
28810 
koreensis strain 
Bacteria; Actinob 
Catellatospora. 
28810 
strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


28810 
cheerisanensis st 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae 
28810 
strain 1480D 16S 
Firmicutes; Bacil 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


908004 907951 1 52 

S ribosomal RNA, partial sequence 
Sphingomonadales; 

968318 968267 1 50 gi 
rain YC75 16S ribosomal RNA, partial s 


gi 


; Kitasatospora. 

1006692 1006641 1 50 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


s Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomycetaceae; 


ales; Micr 


265678439 


907717 90916 


Erythrobac 
265678398 
equence 
Actino: 


265678373 


tino 


omon 


ref 


tera 
ref 


myce 


mycetales; 


781695 781644 1 50 gi|265678524|ref|NR_028828.1 
train XILO7 16S ribosomal RNA, partial sequence 781358 782875 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 

851740 851689 1 50 gi| 265678478 |ref|NR_028781.1 
ain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineos 
Kineococcus. 

875947 875896 1 50 gi|265678461|ref|NR_028764.1 
n A25 16S ribosomal RNA, partial sequence 875686 877087 Strept 
acteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 

881962 881911 1 50 gi| 265678456 |ref|NR_028758.1 
LM042 16S ribosomal RNA, partial sequence 881630 883139 Catell 


osporineae; 


ceae; 


tales; 


ref 


NR_028741.1 
0 Erythrobacter 
Eryth 
NR_028700.1 
967981 96947 
Strep 


NR_028675.1 
1006359 1007763 Bacillus mucilaginosus Bacteria; 


s 


r 


7 


treptomycineae; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Kineococcus 
Kineococcus 
poriineae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Kitasatospora 
Kitasatospora 
tomycineae; 


Bacillus mucilaginosus 


28810 


Bacteria_16S 


1030963 1030912 1 50 gi 


265678357 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporacea 


28810 


strain IFM 10035 


28810 


strain IFM 0784 1 


28810 


strain IFM 0575 1 


28810 


strain IFM 10084 


28810 


strain YZ-96 16S 


28810 


strain LK2-10 16S 


28810 


strain IFM 0245 1 


28810 


strain JCM 4837 1 


28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


e; Micromonospora. 


1038650 1038599 1 


1040159 1040108 1 


1041697 1041646 1 


1043257 1043206 1 


1044813 1044762 1 


1047885 1047834 1 


1052389 1052338 1 


1085320 1085269 1 


50 


50 


50 


50 


50 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


50 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 
Micromonospora. 


50 


50 


gi 


gi 


gi 


gi 


gi 


Actinomyc 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


265678350 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


265678348 


1044481 10459 


gi 


265678346 


1047573 10490 


gi 


gi 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


28810 


Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


28810 


Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 


Nonomuraea. 


28810 


strain DF-32 16S 
Actinobacteria; Actinoba 
Microbispora. 


28810 


strain I-132 16S 
Actinobacteria; Actinoba 


28810 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


28810 


multipartita DSM 


1089991 1089940 1 50 gi 
teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 

1098960 1098909 1 


50 gi 


eae; Acrocarpospora. 
1106528 1106477 1 
16S ribosomal 


acteria; 


50 gi 
RNA, partial sequence 


Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


ribosomal RNA, 


CF63 16 
acteria; 


1108078 1108027 1 


1114159 1114120 11 


1132293 1132242 1 


1161051 1161000 1 


50 


partial sequence 
cteridae; Actinomycetales; 


50 


partial sequence 
cteridae; Actinomycetales; 


50 


50 


gi 


265678342 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


265678319 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


Streptomycinea 


265678316 


ain A-5 16S ribosomal RNA, partial sequence 
e; Actinomycet 


265678310 


in IFO 16266 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


Actinomy 


265678304 
11062 
Stre 


265678303 


1107766 11092 
Streptosporang 


gi 


265678299 


1113840 11153 
Kineosporiinea 


gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


44233 16S ribosomal RNA, partial sequence 


253680768 
11319 
Micr 


228721225 
11607 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Nakamurella. 


28810 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


28810 


strain NCIMB 7030 


Bacteria_16S 


Bacteria_16S 


1226027 1225976 1 


1298239 1298188 1 


50 


50 


gi 


MX5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


55 16S ribosomal RNA, partial sequence 


219878300 
12257 
Micr 


219846893 
12979 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


28810 


strain LM 161 16S 


28810 


thermoviolaceus s 


Actinobacteridae; 


28810 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


1299696 1299645 1 


1307377 1307326 1 


50 


complete sequence 


50 


gi 


219846779 


1299363 13008 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


gi 


ubsp. thermoviolaceus strain DSM 40443 


1308545 Streptomyces thermoviolaceus subsp. ther 


Bacteria_16S 


Actinomycetales; 


1345709 1345658 1 


Streptomycineae; 


50 


Str 
gi 


228721493 
16S ribos 
moviolaceu 
eptomyceta 
228720938 


ref 
etal 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


e; S 
ref 


ref 
ceta 
ref 
ptos 
ref 
inea 
ref 


e; K 
ref 


ococ 
ref 
2: FY 
ref 
ococ 
ref 


, Br 
ref 


inea 
ref 
omal 
s Ba 
ceae 


1030633 103211 


81 Streptomyces 


1089685 109113 


1098650 110009 


17 1107715 Nonomu 


07 Microbispora 


55 1133449 Brevib 


39 1162206 Nakamu 


22 1227193 Isopte 


Promicromonosporaceae Hi 


19 1299312 Brevib 


NR_028659.1 
es; Micromon 


NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


NR_028651.1 


NR_028650.1 


Nocardiacea 
NR_028648.1 


; Micromonos 
NR_028644.1 


Nocardiacea 
NR_028621.1 


treptomyceta 
NR_028618.1 


ales; Strept 
NR_028612.1 
les; Strepto 
NR_028606.1 
porangineae; 
NR_028605.1 
e; Streptosp 
NR_028600.1 


ineosporiace 
NR_028016.1 


cineae; Brev 
NR_027604.1 
ankineae; Na 
NR_025439.1 
cineae; 


NR_026485.1 


evibacteriac 
NR_026371.1 


e; Nocardioi 
NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 


ref 


Micromonospora 
4 Micromonospora 
osporineae; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Brevibacterium 

acterium sanguinis 

ibacteriaceae; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Isoptericola 
ricola variabilis 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 

Streptomyces 
1 sequence 
nobacteria; 
es. 


1307063 


NR_027599.1 


Brachybacterium 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 


4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 


Brachybacterium. 
28810 
DSM 


Sanguibacter. 
28810 


28810 


28810 


28810 


28810 


Psychrobacter. 
28810 

subsp. 
subsp. 


28810 
subsp. 
subsp. 


28810 
caeruleus subsp. 


Actinomycetales; 
28810 
strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
28810 
matsumotoense str 
matsumotoense Bac 


Micromonosporacea 


28810 
strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


28810 
globicatena strai 
globicatena Bacte 
Actinosynnematace 
28810 
diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 
28810 
paranensis strain 
paranensis Bacter 
Streptomycetaceae 
28810 
terrestris strain 
terrestris Bacter 
Streptomycetaceae 
28810 
gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 
28810 


Bacteria_1 
10542 16S rib 
Bacteria; Actinob 


Bacteria_1 
violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 
Bacteria_1 
coelescens strain 
coelescens Bacter 
Streptomycetaceae 
Bacteria_1 
aerolata strain V 
Bacteria; Actinob 
Promicromonospora. 
Bacteria_16S 
endolithica strai 
endolithica Bacte 
Micromonosporacea 
Bacteria_16S 
pacificensis stra 
pacificensis Bact 


Bacteria_16S 
albus stra 
albus Bact 
Streptomycetaceae 
Bacteria_16S 
rimosus st 
rimosus Ba 
Streptomycetaceae 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S 1348781 1348730 1 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


50 gi 


6S 1425625 1425574 1 50 gi 

ain DSM 40438 16S ribosomal RNA, parti 

teria; Actinobacteria; Actinobacterida 
Streptomyces. 

6S 1427190 1427139 1 50 gi 

AS 4.1594 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

6S 1448773 1448722 1 50 gi 

-54A 16S ribosomal RNA, partial sequen 

acteria; Actinobacteridae; Actinomycet 


’ 


’ 


1451687 1451636 1 50 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1469791 1469748 10 52 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1474226 1474175 1 50 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1488059 1488008 1 50 gi 
rain JCM 4667 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1494069 1494018 1 50 gi 
caeruleus strain DSM 44103 16S ribosom 


’ 


, 


Micromonosporineae; Micromonosporaceae 
1528642 1528591 1 50 gi 
S ribosomal RNA, partial sequence 
Stre 


1531689 1531638 1 50 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 

1539316 1539265 1 50 gi 
38 16S ribosomal RNA, partial sequence 


1540865 1540814 1 50 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1542425 15423741 50 gi 
NRRL B-24047 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1555869 1555818 1 50 gi 
HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1557363 1557312 1 50 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

1558857 1558806 1 50 gi 
HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


’ 


’ 


Ac 


eq 
Ac 


eq 
Ac 


eq 
Ac 


228720600 


1348448 13499 
Micr 


ales; 


224581441 
al seq 
e; Act 


224581440 
sequence 
Actino: 


224581421 
ce 1 
ales; 


224581419 
uence 
Actin 


224581406 
ria; 


219878476 
1 


219857134 
et 
ae; 
219846703 
al 


, 


219857434 


1528339 15297 
osporang 


pt 


219857427 
‘t1 
e; 


219857376 
15389 
do 
219857375 
ia 
Actinomyc 


219857374 
al sequenc 
tinomyce 


219846194 
uence 
tinomyce 


219846193 
uence 
tinomyce 


219846192 
uence 
tinomyce 


1573843 1573792 1 50 gi 


219856868 


uenc 
inomycet 


myce 


4484 
Micr 


omyc 


1 sequence 
Pseud 


sequence 
Actinomy 


e sequen 
Actino: 


RNA, pa 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Couchiop 


al seque 
Actinomycet 


nocardin 


1 sequen 


ref|NR_027595.1 
42 Sanguibacter 
ococcineae; San 


Sanguibacter keddieii 
keddieii DSM 10542 
guibacteraceae; 


ref|NR_027223.1 
e 1425302 142681 
ales; Strept 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


ref|NR_027202.1| Promicromonospora 
60 1449852 Promicromonospora aerolata 
ococcineae; Promicromonosporaceae; 


ref|NR_027200.1 
1451367 145284 
etales; Micromon 


Micromonospora 
3 Micromonospora 
osporineae; 


Psychrobacter 
0 Psychrobacter 
xellaceae; 


ref|NR_027187.1 
1469465 147099 
omonadales; Mora 


ref|NR_025615.1 
1473916 147541 
cetales; Strepto 


albus 
albus 


Streptomyces 
4 Streptomyces 
mycineae; 


rimosus 
rimosus 


ref|NR_024762.1 
ce 1487741 148922 
mycetales; Strep 


Streptomyces 
5 Streptomyces 
tomycineae; 


ref 
rtia 


NR_026295.1 
1 sequence 


Couchioplanes 
1493762 1495216 


lanes. 
ref|NR_025022.1| Actinomadura spadix 
96 Actinoallomurus spadix Bacteria; 
ineae; Thermomonosporaceae; 


ref 
nce 


NR_025015.1| Micromonospora 
1531359 1532864 Micromonospora 
ales; Micromonosporineae; 
ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref |NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 

cardineae; 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


Actinokineospora 
6 Actinokineospora 
ardineae; 


ref|NR_025784.1 
1555586 155703 
tales; Streptomy 


Kitasatospora 
1 Kitasatospora 
cineae; 


ref|NR_025783.1 
1557082 155852 
tales; Streptomy 


Kitasatospora 
5 Kitasatospora 
cineae; 


ref|NR_025782.1 
1558576 156000 
tales; Streptomy 


Kitasatospora 
4 Kitasatospora 
cineae; 


ref|NR_024687.1| Umezawaea tangerina 


strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 


28810 Bacteria_16S 
strain DSM 40258 


28810 Bacteria_16S 
tubercidicus stra 


Streptomycetaceae; 


28810 Bacteria_16S 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; 


rimosus subsp. pa 
Streptomycineae; 

28810 
chrestomyceticus 
chrestomyceticus 
Streptomycetaceae; 
28810 Bacteria_16S 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae; 
28810 Bacteria_16S 
strain DSM 43049 


Bacteria_16S 


28810 Bacteria_16S 
olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae; 
28810 Bacteria_16S 
strain DSM 40597 


1589153 1589102 1 


1590701 1590650 1 


1592249 1592198 1 


1593795 1593744 1 


1595342 1595291 1 


1596890 1596839 1 


1598438 1598387 1 


1599986 1599935 1 


50 


50 


50 


Streptomyces. 


50 


50 


50 


50 


50 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28810 Bacteria_16S 


1601534 1601483 1 


50 


gi 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878485 


Streptomycineae; 


gi 


in DSM 40261 16S ribosomal RNA, partia 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae 
Streptomyces. 


gi 


gi 


strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


gi 


in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 


gi 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878484 
1 sequence 
7 


ref 
40 Streptomyces 
treptomycet 
ref 
1590391 15918 


Actinomyceta Strepto: 


NR_025624. 


s 
NR_025623. 


les; 


a 


8 


219878483 
partial 
Ac 


219878482 


ref 
sequ 


ref 


NR_025622.1 
ence 159193 


NR_025621.1 


rt 
idae; Acti 
219878481 
1 sequence 
7 


219878480 


Streptomycineae; 


gi 


us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


gi 


16S ribosomal RNA, partial sequence 1599676 16011 


219878479 
partial s 
te 


219878478 


Streptomycineae; 


gi 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


Streptomycineae; 
28810 
bolidensis strain 
bolidensis Bacter 
Intrasporangiaceae; 
28810 Bacteria_16S 
philippinense str 
philippinense Bac 
Pseudonocardiaceae; 
28810 
aridum subsp. 


Bacteria_16S 


Bacteria_16S 


Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 

28810 Bacteria_16S 1665352 1665301 1 50 gi|219878431|ref|NR_025570.1 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibde 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Kibdelosporangium. 

28810 Bacteria_16S 1761440 1761389 1 50 gi|219878364|ref|NR_025503.1 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 17625 


1625691 1625640 1 


Arsenicicoccus. 
1662288 1662237 1 


Streptomyces. 


50 


50 


gi 


CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


gi 


ain A 80407 16S ribosomal RNA, partial 


largum strain SKF-AAD-609 16S ribosomal RNA, partia 
Kibdelosporangium aridum subsp. 


largum Bacteria 


219878477 
RNA, parti 


219878459 
sequence 
Ac 


219878433 
sequence 


ial sequence 
nomycetales; 


ref 
1595032 15965 
Actinomyceta Strepto: 
ref 
77 Streptomyces 
treptomycet 
ref 
eque 


ref 


ref 
als 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; 
Streptomycetaceae; 
ref 


tinomycetale 


ref 


NR_025620. 
les; 
NR_025619. 
Ss 


NR_025618. 
nee 


s 


equence 


1625384 16268 
S; 


1661967 16634 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Kibdelosporangium. 
1663828 1663777 1 50 gi| 219878432 |ref|NR_025571.1 


1 sequence 
; Actinobacteria; Actinobacteridae; 


15934 
st 


159812 
ridae; Actinomycetales; 


NR_025617.1 
73 Streptomyces violens Bacteria; 


treptomyceta 
NR_025616.1 


NR_025598.1 
Micrococ 


NR_025572.1 


8 
r 


2 


a 


5 
c 


5 


A 
P 


9 


fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Brachybacterium. 

28810 Bacteria_16S 1762962 17629111 50 gi| 219878363 |ref|NR_025502.1 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 176264 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Dermabacteraceae; Brachybacterium. 

28810 Bacteria_16S 1771818 1771767 1 50 gi|219878355|ref|NR_025494.1 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces 


Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 


tinobacteridae; Actinomycetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 
ceae; Streptomyces. 


Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Streptomyces arenae 


arenae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28810 Bacteria_16S 1773316 1773265 1 50 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 1774813 1774762 1 50 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 1786938 1786899 11 49 gi|219878344|ref|NR_025483.1| Halorhodospira 


neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Halorhodospira. 


1786631 1787986 Halorhodospira 


28810 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae; 


28810 


strain DSM 46000 


28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


aridum strain DSM 


Kibdelosporangium. 
28810 


Bacteria_16S 


1805237 1805186 1 


1806775 1806724 1 


1815967 1815916 1 


1866266 1866215 1 


50 


50 


50 


50 


gi 


ain DSM 14281 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Oerskovia. 


gi 


gi 


gi 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


28810 


1923944 1923893 1 


50 


gi 


219878332 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219878325 


219878290 


219878245 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 


kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 


28810 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae; 


28810 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae; 


28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
Bacteria_16S 


Streptomycetaceae; 
28810 


Pseudonocardia. 
1937674 1937623 1 


2053765 2053714 1 


2055234 2055183 1 


2056745 2056694 1 


50 


50 


50 


50 


gi 


gi 


ain CFBP 4521 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


gi 


219878236 


n CF 62 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 


219878155 


219878154 


219878153 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 


sequence 1804913 180639 
Actinomycetales; 


1865935 1867442 Asanoa 
omonosporineae; 


Actinomycetales; 


Actinomycetales; 


sequence 2053442 205491 
Actinomycetales; 


Actinomycetales; 


ref|NR_025471.1 


ref|NR_025470.1 


ref|NR_025464.1 


ref|NR_025429.1 
Micromonos 
ref |NR_025384.1 

1923611 192512 


ref|NR_025375.1 
1937348 193875 
Micrococ 


ref|NR_025294.1 


ref |NR_025293.1 
205497 


Stre 


ref |NR_025292.1 
2056438 205792 


Oerskovia 
8 Oerskovia 


Micrococcineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
Cellulomonadaceae; 


Oerskovia. 
Kibdelosporangium 


43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Asanoa ishikariensis 

ishikariensis Bacteria; 

poraceae; Asanoa. 
Pseudonocardia 

2 Pseudonocardia 


Pseudonocardineae; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Streptomyces 
0 Streptomyces 


somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


Streptomycineae; 


Streptomycetaceae; 


28810 


Bacteria_16S 


Streptomyces. 


2058284 2058233 1 


50 


gi 


219878152 


thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 


thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


28810 


strain DSM 43030 16S rib 
Actinobacteria; Actinoba 


28810 


Bacteria_16S 


Bacteria_16S 


palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 


Pseudonocardiaceae; 
28810 
strain YIM 90003 
Streptomonospora. 
28810 
28810 


Pseudonocardiaceae; 


28810 


Bacteria_16S 
16S rib 
Actinobacteria; Actinoba 


Bacteria_16S 
strain F829 16S ribosoma 
Actinobacteria; Actinoba 
Bacteria_16S 
chloroethenivorans strai 
chloroethenivorans Bacte 


strain PK-Blue 16 
Actinobacteria; Actinoba 


28810 


aetherivorans str 


Bacteria_16S 


Bacteria_16S 


S ribos 


Streptomyces. 


2110147 2110096 1 


2138926 2138875 1 


Amycolatopsis. 
2156971 2156920 1 


2161459 2161408 1 


2166099 2166048 1 


Pseudonocardia. 
2167613 2167562 1 


2173681 2173630 1 


50 


50 


50 


50 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


50 


50 


omal RNA, partial sequence 
cteridae; Actinomycetales; 


50 


gi 


gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


gi 


gi 


2161153 21625 


gi 


n SL-1 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; P 


gi 


2167280 21687 
Streptomycineae; Streptomyceta 


gi 


219873436 


osomal RNA, partial sequence 2109822 2111330 Streptomyces 
cteridae; Actinomycetales; 


219857642 
sequence 


219857630 


osomal RNA, partial sequence 2156657 21581 
cteridae; Actinomycetales; 


219857627 


219857624 


219857623 


219857619 


ain 10bc312 16S ribosomal RNA, partial sequence 


Actinomycetales; St 


Actinomycetales; 


sequence 2165786 216722 


aetherivorans Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


Nocardiaceae; 


28810 


Bacteria_16S 


Rhodococcus. 


2246376 2246325 1 


50 


gi 


219857568 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
Bacteria_16S 


Streptomycetaceae; 
28810 


2247953 2247902 1 


50 


gi 


219857567 


Actinomycetales; Strept 


ref|NR_025291.1 
2057971 205946 


ref|NR_025250.1 


ref|NR_025231.1 
2138615 214004 
Pseu 


ref|NR_025219.1 
Nocardiop 
ref|NR_025216.1 


Nocardiacea 


ref|NR_025213.1 


ref|NR_025212.1 


69 Streptomyces 


ref |NR_025208.1 
2173451 217485 


ref|NR_025156.1 


2246040 224756 


ref|NR_025155.1 
2247616 224914 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


28810 


Bacteria_16S 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 


Streptomyces. 
2257141 2257090 1 50 gi 


Actinomycetales; Strept 


219857561 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Streptomyces humiferus 


humiferus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Amycolatopsis 

1 Amycolatopsis 

donocardineae; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
Streptosporangineae; 


saceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Rhodococcus 
9 Rhodococcus 


Corynebacterineae; 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


ref|NR_025149.1 
2256827 225829 


Streptomyces 
4 Streptomyces 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 
28810 
thermospinosispor 
thermospinosispor 
Streptomycetaceae 
28810 
strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 
28810 
strain DSM43926 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
6S ribosomal RNA, partial sequence 2308611 23100 


Streptomyces. 


’ 


Streptomycineae; 


2260265 2260214 1 50 gi|219857559|ref|NR_025147.1| Streptomyces 
us strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
us Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

2305850 2305799 1 50 gi|219857525|ref|NR_025113.1| Tsukamurella 
in ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurella. 

2308893 2308842 1 50 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
28810 Bacteria_16S 2342084 2342033 1 50 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


28810 
singaporensis str 
singaporensis Bac 
Nocardioidaceae; 
28810 
strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


28810 
salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 
28810 
pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 
28810 
strain AS4.1521 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2343595 2343544 1 50 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2383053 2383002 1 50 gi 
92 16S ribosomal RNA, partial sequence 


s 
e; 


ne 
2408911 2408860 1 50 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


2421340 2421289 1 50 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2437830 2437779 1 


ae 


50 gi 


do 
219857498 


219857471 


219857454 


219857445 
eq 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 


nocardineae; Pseudonocar 
ref|NR_025086.1 
equence 2343294 234473 


Actinomycetales; Propio 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref |NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


23827 
bacterin 


24085 
Stre 


e 
es; 


ref |NR_025033.1 
2421026 242250 
mycetales; Coryn 


uence 
Actino: 


, 


ref|NR_025017.1 


diaceae; Crossiella. 
Actinopolymorpha 

5 Actinopolymorpha 

nibacterineae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
28810 Bacteria_16S 2492236 2492185 1 50 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
28810 Bacteria_16S 2493722 24936711 50 gi| 219857387 |ref|NR_024975.1 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 249486 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Intrasporangiaceae; Tetrasphaera. 

28810 Bacteria_16S 2513404 2513353 1 50 gi|219857368|ref|NR_024956.1 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylani 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Pro: 

Xylanimicrobium. 

28810 Bacteria_16S 2517915 2517864 1 50 gi|219857365|ref|NR_024953.1 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 251909 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 2541629 2541578 1 50 gi| 219857349 |ref|NR_024937.1 


strain MHS-3 16S 
Proteobacteria; A 
28810 
albus strain JL 8 
Bacteria; Actinob 


Streptacidiphilus. 
Bacteria_16S 


28810 
carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 
28810 
strain O 16S ribo 
Actinobacteria; A 
28810 
strain I 16S ribo 
Actinobacteria; A 
28810 
strain SMCC W459 

Firmicutes; Clost 
28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2552184 2552133 1 50 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


YP 


al 


2553745 2553694 1 50 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


2576898 2576847 1 50 gi 
ctinobacteridae; Actinomycetales; Micr 
2578327 2578276 1 50 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
2598432 2598381 1 50 gi 


oc 


ridia; Clostridiales; Peptococcaceae; De 


2541332 25426 


219857342 


219857341 


219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 


219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 


219857269 
16S ribosomal RNA, partial sequence 2598095 25994 


ceae; Hyphomonas 
ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


homonada 


25518 
es; Stre 
ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ce 25534 
es; Stre 


ref 
lomo 
; Ce 
ref 
lomo 
; Ce 
ref 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
1llulomonadac 
NR_024900.1 


occineae 


occineae 


sulfotomaculum. 


2610710 2610659 1 50 gi 


219857258 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Xylanimicrobium 
microbium pachnodae 


micromonosporaceae Hi 


Streptomyces 
9 Streptomyces 
mycineae; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


ref|NR_024889.1 


Prauserella rugosa 


strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


28810 Bacteria_16S 
strain ATCC 39419 


2659549 2659498 1 


Kribbella. 


28810 Bacteria_16S 2669942 2669891 1 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
28810 Bacteria_16S 
strain IFM 10088 


2688008 2687957 1 


28810 Bacteria_16S 2692475 2692424 1 


silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Act 


Streptosporangiaceae; 
28810 Bacteria_16S 


Planotetraspora. 
2719481 2719430 1 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
28810 Bacteria_16S 2724069 2724018 1 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


28810 Bacteria_16S 2750818 2750767 1 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Microtetraspora. 
28810 Bacteria_16S 2752312 2752261 1 


sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Streptosporangiaceae; Planomonospora. 
28810 Bacteria_16S 2753808 2753757 1 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27549 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
28810 Bacteria_16S 
terrae strain IFO 


2759867 2759816 1 


Actinokineospora. 


28810 Bacteria_16S 2771918 2771867 1 


venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 


50 


50 


50 


50 


50 


50 


50 


50 


50 


50 


50 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Streptosporangineae; 


gi 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


gi 


gi 


gi 


gi 


gi 


Streptosporang 


gi 


15668 16S ribosomal RNA, partial sequence 27595 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


gi 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
28810 Bacteria_16S 2773453 2773402 1 


50 


gi 


strain JCM 9920 1 


28810 
strain JCM 4662 1 


2774991 2774940 1 50 gi 


6S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


Streptomycinea 


6S ribosomal RNA, partial sequence 2774670 27761 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 


28810 


Bacteria_16S 


2776528 2776477 1 


50 


gi 


albofaciens strain JCM 4342 16S ribosomal RNA, partial 


albofaciens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
28810 


Streptomyces. 
Bacteria_16S 2795933 2795882 1 


rectilineatus strain IFO 13941 16S ribosomal RNA, partial 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonosporaceae; Actinoplanes. 
28810 Bacteria_16S 2797455 2797404 1 


minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequ 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Cryptosporangiaceae; Cryptosporangium. 


Frankineae; 
28810 Bacteria_16S 
strain IFO 12513 


2798976 2798925 1 


28810 Bacteria_16S 2800499 2800448 1 


strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


28810 Bacteria_16S 2802020 2801969 1 


strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


28810 Bacteria_16S 2803541 2803490 1 


50 


50 


50 


50 


50 


50 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


gi 


gi 


gi 


219857217 
26592 


219857210 


219857197 


219857193 


219857175 


sequenc 


219857172 


219857152 


219857151 


219857150 


219857146 


219857136 
Actinomyce 


219857135 


219857133 


219857132 
sequence 
Actinomyc 


219857119 


sequenc 


219857118 


219857117 


219857116 


219857115 


Propionibacterineae; 


inomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_024845.1| Kribbella sandramycini 
38 2660707 Kribbella sandramycini 
Nocardioidaceae; 


ref |NR_024838.1| Microbispora mesophila 
87 Microbispora mesophila Bacteria; 
Streptosporangiaceae; 


ref|NR_024825.1| Nocardia sienata 
13 Nocardia sienata Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_024821.1] Planotetraspora 
2692168 2693639 Planotetraspora 
Streptosporangineae; 


ref|NR_024803.1| Nocardia 
e 2719156 2720654 Nocardia 
Corynebacterineae; 


ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 

neae; Micromonosporaceae; Longispora. 
ref|NR_024780.1| Microtetraspora 
2750506 2751949 Microtetraspora 
Streptosporangineae; 


ref|NR_024779.1| Planomonospora 
2752000 2753445 Planomonospora 
ales; Streptosporangineae; 


ref|NR_024778.1| Planomonospora alba 
39 Planomonospora alba Bacteria; 
ineae; Streptosporangiaceae; 


ref |NR_024774.1| Actinokineospora 
56 2761026 Actinokineospora terrae 
donocardineae; Actinosynnemataceae; 


ref|NR_024764.1| Streptomyces 
2771601 2773083 Streptomyces 
tales; Streptomycineae; 


ref|NR_024763.1| Streptomyces peucetius 
19 Streptomyces peucetius Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_024761.1| Streptomyces platensis 
57 Streptomyces platensis Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_024760.1| Streptomyces 

2776208 2777696 Streptomyces 
etales; Streptomycineae; 


ref|NR_024747.1| Actinoplanes 
e 2795622 2797094 Actinoplanes 
Micromonosporineae; 


ref|NR_024746.1| Cryptosporangium 
ence 2797145 2798614 


ref|NR_024745.1 
36 Actinoplanes lobatus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 


Actinoplanes lobatus 


219857114 


ref|NR_024742.1| Actinoplanes digitatis 


strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


28810 


Bacteria_ 2 
derwentensis strain IFO 14935 16S ribosomal RNA, partial 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 


16S 2805063 2805012 1 50 gi 


19857113 
sequence 
Actinomycetales; 


ref|NR_024741.1 


28810 


consettensis stra 


Bacteria_16S 


2806585 2806534 1 


in IFO 14913 16S ribosomal RNA, partia 


50 gi|219857112|ref|NR_024740.1 


consettensis Bacteria; Actinobacteria; Actinobacteridae 


2 
1 sequence 
7 


Actinomycetales; 


Micromonosporacea 


28810 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


28810 


strain Lp2 16S ri 


28810 


venezuelensis str 
venezuelensis Bac 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Streptosporangiaceae; 


28810 


strain JCM 3166 1 


28810 


parontospora subsp. 


Actinomycetales; 


28810 


strain IFO 12702 


28810 


strain JCM 9312 1 


28810 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae; 


28810 


strain IMC S-0802 


28810 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


28810 


strain SJS0289-JS 


28810 


macrosporus strai 
macrosporus Bacte 
Streptomycetaceae; 


28810 


thermolineatus st 
thermolineatus Ba 
Streptomycetaceae; 


28810 


thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae; 


28810 


strain 10.268-1 1 


28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


e; Actinoplanes. 


2808107 2808056 1 


2 
in IFO 12511 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


2814082 2814031 1 


bosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; 


2818646 2818595 1 


ain JCM 3167 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


Planomonospora. 
2820139 2820088 1 


6S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Planobispora. 


2821633 2821582 1 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangineae; 


2826137 2826086 1 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


2829211 2829160 1 


6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Catenuloplanes. 


2830710 2830659 1 


n M338-M1 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2832248 2832197 1 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2890824 2890773 1 


n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


2905996 2905945 1 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


2977289 2977238 1 


n A1201 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2978821 2978770 1 


rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2980354 2980303 1 


rain R10 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2984945 2984894 1 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


3044149 3044098 1 


Streptosporangiaceae; 


50 gi|219857111|ref|NR_024739.1 


Actinomycetales; 


50 gi| 219857107 |ref|NR_024735.1 


50 219856911 
sequence 


Actinomycetales; 


ref|NR_024732.1 


gi 


50 gi|219856910|ref|NR_024731.1 


Streptosporangineae; 


50 gi|219856909|ref|NR_024730.1 


antibiotica Bacteria; Actinobacteria; 
Planomonospora. 

50 gi|219856906|ref|NR_024727.1 
Sporichthyaceae; S 


50 gi|219856904|ref|NR_024725.1 


Micromonos 


50 219856903 NR_024724.1 
2830390 283187 


Actinomycetales; 


gi 


50 gi|219856902|ref|NR_024723.1 


50 219856862|ref|NR_024681.1 
sequence 2890502 289195 


Actinomycetales; Micromon 


gi 


50 219856852 |ref|NR_024671.1 
2905666 2907143 Willia 
Williamsiac 
ref |NR_026530.1 

2976976 297845 


Actinomycetales; 


gi 


50 gi| 219846938 


50 219846937 


sequence 


ref|NR_026529.1 
2978510 297999 
Actinomycetales; Strep 


gi 


50 gi|219846936|ref|NR_026528.1 


2980041 298152 
Actinomycetales; Strep 


50 gi|219846933|ref|NR_026525.1 


partial sequence 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequ 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 


Rarobacteraceae; 
28810 
hortensis strain 


hortensis Bacteri 
Intrasporangiaceae; 
Bacteria_16S 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 


28810 


Bacteria_16S 
HKI 0125 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 


Rarobacter. 


3045681 3045630 1 50 gi 


Ornithinicoccus. 
3102897 3102846 1 


50 gi 


219846891 


219846853 


Actinomycetales; Microco 
ref |NR_026483.1 
ence 3045360 304685 
inomycetales; Micrococci 


Actinoplanes 


2804752 2806224 Actinoplanes 
Micromonosporineae; 


Actinoplanes 


2806275 2807745 Actinoplanes 
Micromonosporineae; 


Actinoplanes 


2807796 2809267 Actinoplanes 
Micromonosporineae; 


Tetrasphaera elongata 


2813767 2815209 Tetrasphaera elongata Bacteria; 


Tetrasphaera. 
Planomonospora 


2818334 2819777 Planomonospora 
Streptosporangineae; 


Planobispora rosea 


rosea Bacteria; 
Streptosporangiaceae; 


Planomonospora 
2821321 2822766 


Actinobacteridae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 


2831928 2833415 Streptomyces albulus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Actinoplanes 

8 Actinoplanes 
osporineae; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Streptomyces 

9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 


tomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


Nocardiaceae; Nocardia. 
50 gi|219846892|ref|NR_026484.1| Rarobacter 
ence 3043846 3045309 Rarobacter 


ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


ref |NR_026445.1 


102586 310404 


Ww 


Verrucosispora 
7 Verrucosispora 


gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 
28810 
strain ATCC 25470 
Actinobacteria; A 
28810 
strain DSM 44267 
Actinobacteria; A 
28810 
strain IFO 10550 
Proteobacteria; A 
28810 
strain IFO 15498 
Proteobacteria; A 
28810 
strain DSM 11140 
Actinobacteria; A 
28810 
griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 
28810 
strain DSM 43678 
Actinobacteria; A 
28810 
strain DSM 43311 
Actinobacteria; A 
Microtetraspora. 
28810 
roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium 
28810 
matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 
28810 
fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium 
28810 
strain DSM 43040 
Actinobacteria; A 
28810 
strain DSM 43039 
Actinobacteria; A 
28810 
strain DSM 43151 
Actinobacteria; A 
28810 
brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 
28810 
DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 
28810 
thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
Bacteria_16S 


28810 
aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 

28810 
halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 

28810 
coerulea DSM 4314 


Micromonospora. 


Bacteria_16S 


Bacteria_16S 


Bacteria_1l 


Bacteria_1 


Bacteria_1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


e; Verrucosispora. 

3104412 3104361 1 50 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
3152552 31525011 50 gi 


ctinobacteridae; Actinomycetales; Micr 
6S 3208857 3208804 1 52 gi 


lphaproteobacteria; Sphingomonadales; 
6S 3210349 3210296 1 52 gi 


lphaproteobacteria; Sphingomonadales; 
6S 3225466 3225415 1 50 gi 


ctinobacteridae; Actinomycetales; Micr 
3236137 3236086 1 50 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3249686 3249635 1 


v 


50 gi 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3251186 3251135 1 50 
ctinobacteridae; Actinomycetales; Stre 
3325574 3325523 1 50 gi 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3327095 3327044 1 50 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 
3328614 3328563 1 50 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3330142 3330091 1 50 gi 
ctinobacteridae; Actinomycetales; Micr 
3331670 3331619 1 50 gi 


ctinobacteridae; Actinomycetales; Micr 
3333165 33331141 50 gi 


ctinobacteridae; Actinomycetales; Micr 
3334659 3334608 1 50 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3340700 3340649 1 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


50 gi 


3342227 33421761 50 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3345274 3345223 1 50 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3346800 3346749 1 50 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3348326 3348275 1 50 gi 
3 16S ribosomal RNA, partial sequence 


pt 
oc 
Sp 
Sp 
oc 


et 
e; 


pt 
pt 


en 
al 


al 
e; 


en 
al 


1 
i 


nc 
al 


e 
al 


ce 
al 


219846852 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
osporang 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 
osporang 


219846701 


ce 
es; 


219846700 
sequenc 
Actinomycet 


219846699 


ce 
es; 


219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
omonospori 
219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
omonospori 
219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
omonospori 
219846695 
sequence 
Actinomy 


219846690 
3340376 3341852 Micro 


omonospori 


219846689 


e 
es; 


219846687 


es; 


219846686 


es; 


219846685 


omycinea 
219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
occineae 
219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
hingomon 
219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
hingomon 
219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
occineae 
219846763 
e sequen 
Actinomycet 


ref 
31040 
e; S 
ref 
; In 
ref 


adac 
ref 


adac 
ref 
; In 
ref 


ref 


inea 
ref 


inea 


ref 
33252 
Micromon 


ref 


ref 

33282 
Micromon 
ref 


neae 
ref 


neae 
ref 


neae 
ref 


ceta 


ref 
mono 
neae 


ref 
33419 
Micromon 
ref 
33449 
Micromon 
ref 
33464 


Micromon 


NR_026444.1 
98 3105578 Strept 


treptomycet 


NR_026412.1 
13 Terracoccus luteus Bacteria; 


trasporangi 


NR_026374.1 
11 Sphingomonas mali Bacteria; 


eae; Sphing 


NR_026373.1 
03 Sphingomonas 


eae; Sphing 


NR_026362.1 
21 Janibacter limosus Bacteria; 


trasporangi 


NR_026355.1 
ce 3235806 32373 


ales; Strep 


NR_026346.1 
29 Nonomuraea salmonea Bacteria; 


e; Streptos 


NR_026345.1 
28 Microtetraspora glauca Bacteria; 


e; Streptos 


NR_026293.1 
49 3326720 Dactyl 


osporineae; 


NR_026292.1 
e 3326771 332823 


ales; Micro 


NR_026291.1 
90 3329764 Dacty 


osporineae; 


NR_026290.1 
92 Pilimelia terevasa Bacteria; 


; Micromono 


NR_026289.1 
10 Pilimelia anulata Bacteria; 


; Micromono 


NR_026288.1 
00 Actinoplanes 


; Micromono 


NR_026287.1 
3334351 33357 
Micromo 


les; 


NR_026282.1 


spora rosar 
Micromono 


v 


NR_026281.1 
03 3343371 Dacty 


osporineae; 


NR_026279.1 
50 3346425 Micro: 


osporineae; 


NR_026278.1 
76 3347951 Micro: 


osporineae; 


ref 


NR_026277.1 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 

Terracoccus luteus 


a 


aceae; Terracoccus. 


Sphingomonas mali 
omonas. 
Sphingomonas 
pruni Bacteria; 
omonas. 

Janibacter limosus 


pruni 


aceae; Janibacter. 
Streptomyces 
0 Streptomyces 


omycineae; 


2 
t 


Nonomuraea salmonea 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


Pp 


porangiaceae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 
monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


1 


Pilimelia terevasa 
sporaceae; Pilimelia. 
Pilimelia anulata 

sporaceae; Pilimelia. 
Actinoplanes regularis 

regularis Bacteria; 

sporaceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


9 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


ae 
s 
Dactylosporangium 


osporangium thailandense 
Micromonosporaceae; 


1 


Micromonospora 
monospora aurantiaca 
Micromonosporaceae; 


Micromonospora 
monospora halophytica 
Micromonosporaceae; 


Micromonospora 


3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


28810 Bacteria_16S 


tyrofermentans strain CNRZ 926 16S ribosomal RNA, 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 


Dermabacteraceae; 


28810 Bacteria_16S 


Dermabacteraceae; 


28810 Bacteria_16S 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 


Dermabacteraceae; 


28810 Bacteria_16S 


longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
28810 Bacteria_16S 
claviforme strain 


Streptosporangiaceae; 
28810 Bacteria_16S 


3354470 3354419 1 


3357593 3357542 1 


3359157 3359106 1 


3366810 3366759 1 


Streptosporangium. 
3368310 3368259 1 


Streptosporangium. 
3369806 3369755 1 


50 


50 


50 


50 


50 


DSM 44127 16S ribosomal RNA, partial 
claviforme Bacteria; Actinobacteria; Actinobacteridae; 


50 


gi 
compl 


gi 


2 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 


gi 


gi 


gi 


gi 


219846680 


19846678 


219846677 
sequence 


219846672 
sequence 


219846671 
sequence 


219846670 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 


carneum Bacteria; 
Streptosporangiaceae; 
28810 Bacteria_16S 

album strain DSM 


Streptosporangium. 
28810 Bacteria_16S 


Streptosporangium. 
3371305 33712541 


3377394 3377343 1 


50 


43023 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


50 


strain M17C 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28810 Bacteria_16S 


3393990 3393939 1 


50 


gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846669 
nce 33709 
ales; 


219846664 


3377063 33785 


gi 


219846649 


strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 33951 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28810 Bacteria_16S 


citrea strain DSM 43110 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Promicromonospora. 
28810 Bacteria_16S 
strain DSM 43852 


28810 
subrutilus strain 


Bacteria_16S 


Streptomycetaceae; 
28810 Bacteria_16S 
strain NRRL 2418 


Streptomyces. 
28810 Bacteria_16S 
strain : DSM43338 


28810 Bacteria_16S 
strain DSM 40089 


28810 Bacteria_16S 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 


28810 Bacteria_16S 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


3395499 3395448 1 


3397004 3396953 1 


3447768 3447717 1 


3449335 3449284 1 


3473769 3473718 1 


3484314 3484263 1 


3485881 3485830 1 


3487447 3487396 1 


50 


50 


50 


DSM 40445 16S ribosomal RNA, 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


50 


complete sequence 


50 


complete sequence 


50 


50 


50 


gi 


gi 


gi 
complete 


gi 


gi 


gi 


Stre 
gi 


gi 


219846648 
ence 33951 
ales; 


219846647 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846611 
sequence 


219846610 
34490 
ales; 


219846593 
34734 


219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846585 
sequence 
Actinomyc 


219846584 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28810 
mashuensis strain 


Bacteria_16S 


Streptomycetaceae; 
28810 Bacteria_16S 
municipale strain 


3490510 3490459 1 


3493594 3493543 1 


50 


DSM 40221 16S ribosomal RNA, partial 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


50 


DSM 44069 16S ribosomal RNA, partial 


gi 


gi 


municipale Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiacea 


e; Thermocrispum. 


28810 
strain DSM 44070 


Bacteria_16S 


219846582 
sequence 


219846580 
sequence 
Ac 


3494974 3494923 1 
16S ribosomal RNA, 


50 gi 
complete sequence 


219846579 
34946 


ete sequen 
Actinomyce 


sequence 


Actinomycet 


Actinomyceta 


Actinomycetal 


Actinomycetale 


ococcineae; 


ococcineae; 


Micrococ 


ococcineae; 


Actinomycetale 


nebacterineae; 


ptomycineae; S 


Actinomycetale 


ref 


ref 


ref 


ref 


ref 


ref 


De 
ref 


Br 
ref 


ref 


Ce 
ref 


ref 


ref 


ref 


ref 


etal 


ref 


ref 


99 3372445 Strep 
Streptos 


3447437 344895 
Streptomycineae; 


03 3450520 Strep 
Streptom 


44 3474924 Rhodoc 
Nocardiaceae; 


99 Streptomyces 
treptomycetaceae; 


3485550 348706 


3493260 349458 


NR_026272.1 
tales; 
NR_026270.1 
ales; 
NR_026269.1 
les; 
NR_026264.1 
es; 
NR_026263.1 
S; 


NR_026262.1 


NR_026261.1 
porangineae; 


NR_026256.1 


NR_026241.1 


NR_026240.1 
cineae; 


NR_026239.1 


NR_026203.1 
S; 
NR_026202.1 
ycineae; 


NR_026185.1 


NR_026178.1 


NR_026177.1 
es; 
NR_026176.1 


1llulomonadac 


Brachybacterium 


ce 3354134 3355645 Brachybacterium 
Micrococcineae; 


Brachybacterium 


3357257 3358770 Brachybacterium 
Micrococcineae; 


Brachybacterium 


3358821 3360332 Brachybacterium 
Micrococcineae; 


Streptosporangium 


3366504 3367953 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


3368004 3369448 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


3369499 3370948 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


tosporangium album 


Streptosporangiaceae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 
rmacoccaceae; 


Kytococcus. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 
evibacteriaceae; 


Brevibacterium. 
Promicromonospora 


98 3396650 Promicromonospora citrea 
Promicromonosporaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 
Llulomonadaceae; 


Oerskovia. 
Streptomyces 
2 Streptomyces 


Streptomyces caelestis 


tomyces caelestis 
Streptomycetaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 
Rhodococcus. 
Streptomyces galbus 


galbus Bacteria; 


Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
ococcineae; Ce 


eae; Actinotalea. 
Streptomyces 
3 Streptomyces 


Streptomycineae; 


Thermocrispum 
8 Thermocrispum 


tinomycetales; 


Pseudonocardineae; 


ref|NR_026171.1| Thermocrispum agreste 
39 3496156 Thermocrispum agreste 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Thermocrispum. 
28810 


Bacteria_16S 


3502415 3502364 1 50 gi 


219846574 


strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28810 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 
28810 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
28810 
paracochleata str 
paracochleata Bac 
Streptomycetaceae 
28810 
auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 
28810 
philippinensis st 
philippinensis Ba 
Micromonosporacea 
28810 
libanotica strain 
libanotica Bacter 
Thermomonosporace 
28810 
subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 
28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3637866 3637815 1 50 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3639418 3639367 1 50 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 

3640987 3640936 1 50 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
; Kitasatospora. 

3712264 3712213 1 50 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


, 


’ 


3713725 3713674 1 50 gi 
rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 
3730150 3730099 1 50 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 
3734525 37344741 50 gi 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
eae; Microbispora. 
3735989 3735938 1 


50 gi 


oc 


s 


re 
ac 


qu 
e; 


en 
al 


ae 


se 
Ac 


qu 
e; 


id 


occine 


equenc 
ae; Ac 


ial se 
terida 


ence 


ce 371 
es; Mi 


uence 
Acti 


’ 


quence 
tinomy 


ence 
Actin 


ae 


219846480 


e 
ti 


219846479 


qu 
e; 


219846478 
Actinomycet 


219846428 


19 
cr 


219846427 
eq 


no 


219846414 


ce 


219846411 


219846410 


strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 37371 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


28810 
strain IFO 14525 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


28810 
strain IFO 14345 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


28810 
niveoalba strain 

Bacteria; Actinob 
Microtetraspora. 

28810 
strain T/457 16S 
Actinobacteria; A 
Microtetraspora. 
28810 
strain IFO 14094 
Actinobacteria; A 
28810 
strain 104 16S r 
Actinobacteria; A 
28810 
strain IFO 13155 
Actinobacteria; A 
28810 Bact 
strain IFO 14745 
Actinobacteria; A 
28810 Bact 
strain IFO 15474 
Actinobacteria; A 
Herbidospora. 
28810 Bact 
strain IFO 15965 
Actinobacteria; A 
28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria_l 


eria_l 


eria_l 


Bacteria_16S 


Stre 


3737448 3737397 1 50 gi 
Stre 


3738911 3738860 1 50 gi 
Stre 
3740375 3740324 1 50 gi 
Mt-3 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


3741839 3741788 1 50 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 
Stre 
3743304 3743253 1 


50 gi 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3744769 3744718 1 50 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3746230 3746179 1 50 


Stre 
gi 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
6S 3747691 3747640 1 50 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
6S 3901106 3901055 1 50 


ctinobacteridae; Actinomycetales; Stre 


6S 3902627 3902576 1 50 gi 


ctinobacteridae; Actinomycetales; Fran 
3917578 3917527 1 50 gi 


pt 


pt 


pt 


ce 
al 


pt 


pt 


pt 


pt 


pt 


pt 


ki 


ospora 


ospora 


ospora 


374 


es; St 


ospora 


ospora 


ospora 


ospora 


ospora 


ospora 


neae; 


ng 


219846409 
16S ribosomal RNA, partial sequence 3737165 37385 


ng 


219846408 
16S ribosomal RNA, partial sequence 3738628 37400 


ng 


219846407 


00 
re 


219846406 
3741557 37429 


ng 


219846405 
16S ribosomal RNA, partial sequence 3743020 37444 


ng 


219846404 
3744485 37458 


ng 


219846403 
16S ribosomal RNA, partial sequence 3745947 37473 


ng 


219846402 
16S ribosomal RNA, partial sequence 3747408 37488 


ng 


219846294 
16S ribosomal RNA, partial sequence 3900794 39022 


ng 


219846293 
16S ribosomal RNA, partial sequence 3902319 39037 


cr 


omycet 


ref|NR_026166.1| Brevibacterium linens 
72 Brevibacterium linens Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_026072.1| Streptomyces 

3637554 3639053 Streptomyces 
nomycetales; Streptomycineae; 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


, 


ref|NR_026070.1 
3640656 364213 
ales; Strept 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


ref|NR_026018.1 
3713443 371485 
mycetales; Micro 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Actinocorallia 
2 Actinocorallia 
orangineae; 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


ref|NR_026002.1 
3734241 373565 
ales; Strept 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


ref|NR_026001.1| Nonomuraea spiralis 

14 Nonomuraea spiralis Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_026000.1| Nonomuraea recticatena 
77 Nonomuraea recticatena Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025999.1| Nonomuraea polychroma 
40 Nonomuraea polychroma Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025998.1| Microtetraspora 

91 3741506 Microtetraspora niveoalba 
ptosporangineae; Streptosporangiaceae; 


ref|NR_025997.1| Microtetraspora fusca 
69 Microtetraspora fusca Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_025996.1| Nonomuraea ferruginea 
34 Nonomuraea ferruginea Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025995.1| Nonomuraea fastidiosa 
96 Nonomuraea fastidiosa Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025994.1| Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025993.1| Nonomuraea africana 

20 Nonomuraea africana Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025884.1| Herbidospora cretacea 
68 Herbidospora cretacea Bacteria; 
ineae; Streptosporangiaceae; 


ref |NR_025883.1| Cryptosporangium arvum 
83 Cryptosporangium arvum Bacteria; 
yptosporangiaceae; Cryptosporangium. 


219846282 


ref |NR_025872.1| Spirilliplanes 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Spirilliplanes. 


28810 Bacteria_16S 3919128 3919077 1 50 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28810 Bacteria_16S 3920709 3920658 1 50 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

28810 Bacteria_16S 3922290 3922239 1 50 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 3923870 3923819 1 50 gi| 219846278 |ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 3925451 3925400 1 50 gi| 219846277 |ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 3927031 3926980 1 50 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 3928612 3928561 1 50 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28810 Bacteria_16S 4011438 4011387 1 50 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
28810 Bacteria_16S 4074908 4074857 1 50 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

28810 Bacteria_16S 4109627 4109576 1 50 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
28810 Bacteria_16S 4112738 4112687 1 50 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

28810 Bacteria_16S 4120291 4120240 1 50 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
28810 Bacteria_16S 4126395 4126344 1 50 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28810 Bacteria_16S 4201363 4201312 1 50 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 4202861 4202810 1 50 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
28810 Bacteria_16S 4204409 4204358 1 50 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

28810 Bacteria_16S 4243791 4243740 1 50 gi|219722939|ref|NR_024571.1| Brachybacterium muris 


strain C3H-21 16S 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28810 
antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 
28810 
espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 
28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


81816 81766 1 49 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 
127708 127658 1 49 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


233033 232983 1 49 gi 


4243475 42448 


ococcineae 
265679009 
ce 81499 
nadales; P 


265678977 
e 12740 
nadales; P 


83 Brachybacterium muris Bacteria; 


; Dermabacterace 
ref|NR_029317.1 

83011 Pseudo 
seudoalteromonad 


ref |NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


265678907 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Rhodobacter. 


ae; Brachybacterium. 
Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


ref|NR_029215.1 
232719 234184 


Rhodobacter 
Rhodobacter 


28810 Bacteria_16S 
strain Benl02 16S 


250126 250076 1 


28810 Bacteria_16S 
strain Benl104 16S 


251608 251558 1 


28810 Bacteria_16S 253083 253033 1 


kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Amaricoccus. 


28810 Bacteria_16S 292350 292308 11 


actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 
Aggregatibacter actinomycetemcomitans Bacteria; 


49 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


49 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


49 


52 


Pasteurellales; Pasteurellaceae; Aggregatibacter. 


28810 Bacteria_16S 341271 341221 1 


marinus strain MH-110 16S ribosomal RNA, partial sequence 


Bacteria; 


28810 Bacteria_16S 350215 350165 1 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 
Rhodobacteraceae; 


Alphaproteobacteria; Rhodobacterales; 
28810 Bacteria_16S 365009 364959 1 
strain A3 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


28810 Bacteria_16S 476869 476819 1 


G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacteria; 
28810 Bacteria_16S 


Rhodobacterales; 
547269 547219 1 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; Al 


mariniglutinosa Bacteria; 
Pseudoalteromonas. 


28810 Bacteria_16S 583718 583668 1 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


28810 Bacteria_16S 627668 627626 11 


Proteobacteria; 


49 


49 


49 


sequence 
Rhodobacterales; 


49 


476563 478023 Parac 
Rhodobacteraceae; 


49 


49 


52 


strain M1l 16S ribosomal RNA, partial sequence 


28810 Bacteria_16S 763156 763106 1 


strain SW-45 16S 


28810 Bacteria_16S 847437 847387 1 


kondratievae strain GB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobac 


Bacteria; 
28810 
sibiricum strain 


Bacteria_16S 900347 900297 1 


49 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


49 


49 


gi 


249819 25124 


gi 
25 


gi 


gi 


gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


gi 


364736 36609 
Rhodobacter 


gi 


gi 


gi 


gi 


627341 62884 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


762839 76433 


gi 


gi 


Bacteria; 
28810 
elyakovii strain 


elyakovii Bacteri 


Proteob 
Bacteria_16S 


937410 937360 1 49 gi 


a; Proteobacteria; Gammaproteobacteria 


AL7 16S ribosomal RNA, partial sequence 90001 
acteria; Gammaproteobacteria; Thiotrichales; 


KMM 162 16S ribosomal RNA, partial sequence 


265678895 
265678894 
1300 25272 


265678893 


265678865 


265678830 
34093 
Pis 
265678824 


265678811 


265678733 


Paracoccu 
265678687 


265678663 
Rhodo. 
265678633 

Enterobac 


265678537 


265678481 
84713 
terales; R 
265678444 


Pis 
265678420 


; Alteromo 


hodobacteraceae; 


hodobacteraceae; 


RNA, partial 
Proteobacteria; Gammaproteobacteria; 


ref|NR_029203.1 


ref|NR_029202.1 


ref|NR_029201.1 


ref|NR_029171.1 


sequence 
ref 


NR_029135.1 


ref |NR_029129.1 


ref|NR_029116.1 
aceae; 
ref |NR_029038.1 


s. 
ref|NR_028992.1 
ce 546976 548458 


ref|NR_028968.1 
583422 584837 
bacterales; 


ref |NR_028938.1 


252777 254201 
Rhodobacterales; 


occus kocurii Bacteria; 
Paracoccus. 


occus yeei Bacteria; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 
Amaricoccus. 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 
Amaricoccus. 


Amaricoccus 
Amaricoccus 


Rhodobacteraceae; 


Aggregatibacter 
292013 293496 


Hydrogenovibrio 


6 342344 Hydrogenovibrio marinus 
cirickettsiaceae; 


Hydrogenovibrio. 
Paracoccus kocurii 
Proteobacteria; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 
Salipiger. 


Paracoccus yeei strain 
Proteobacteria; 


Pseudoalteromonas 
Pseudoalteromonas 


teromonadales; Pseudoalteromonadaceae; 


Paracoccus 
Paracoccus 


Rhodobacteraceae; 


Morganella morganii 


2 Morganella morganii Bacteria; 


teriaceae; Morganella. 

ref|NR_028841.1| Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 

ref|NR_028784.1] Paracoccus 

2 848491 Paracoccus kondratievae 
hodobacteraceae; Paracoccus. 
ref|NR_028746.1| Thioalkalimicrobium 

3 901506 Thioalkalimicrobium sibiricum 


Thioalkalimicrobium. 

ref|NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 

nadales; Pseudoalteromonadaceae; 


cirickettsiaceae; 


Pseudoalteromonas. 


28810 Bacteria_16S 963721 963671 2 


50 


strain Y9 16S ribosomal RNA, partial sequence 


28810 Bacteria_16S 965284 965234 1 


subsp. vallismortis strain DV 16S ribosomal RNA, partia 
Proteobacteria; 


subsp. vallismortis Bacteria; 
Salinivibrio. 


28810 Bacteria_16S 997618 997568 1 


kuenenii strain JB-Al 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Thiotric 


Bacteria; 
28810 Bacteria_16S 
chilensis strain 
Bacteria; 
28810 Bacteria_16S 
strain JB-A2 16S 


999130 999080 1 
1000650 1000600 1 
28810 


Bacteria_16S 1029438 1029388 1 


thermophila strain I78 16S ribosomal RNA, partial seque 
Proteobacteria; Gammaproteobacteria; Thiotric 


Bacteria; 
28810 


Bacteria_16S 1094497 1094447 1 


49 


49 


49 


49 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


49 


49 


gi 


963457 96488 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


Gammaprot 


gi 


gi 


Ch-1 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Thiotric 


gi 


1000320 10017 
cirickettsiaceae; 


gi 


gi 


strain NBRC 13755 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 


265678402 


nebacterin 
265678401 
1 sequence 
eobacteria 


265678379 
ce 99729 
hales; 
265678378 
ce 99880 
hales; 
265678377 


265678358 
nce 10291 
hales; 


Piscirickettsiaceae 


Piscirickettsiaceae 


Piscirickettsiaceae 


ref |NR_028704.1 


; Vibrionales; V 


ref|NR_028681.1 
1 998749 Thiomi 


ref|NR_028680.1 
0 1000269 Thiomi 
ref |NR_028679.1 
Thiomicr 


ref |NR_028660.1 
05 1030582 Thiomi 


265678313 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


eae; Nocardiaceae; Nocardia. 
ref|NR_028703.1| Salinivibrio costicola 
964933 966480 Salinivibrio costicola 


ibrionaceae; 


Thiomicrospira 

crospira kuenenii 

; Thiomicrospira. 
Thiomicrospira 

crospira chilensis 

; Thiomicrospira. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Thiomicrospira 
crospira thermophila 
; Thiomicrospira. 


ref |NR_028615.1 


Acetobacter peroxydans 


1094243 1095577 Acetobacter peroxydans 


28810 
lucentensis strai 
Bacteria; Proteob 
28810 
ganghwensis strai 
ganghwensis Bacte 
28810 
DSM 9799 16S ribo 
Proteobacteria; G 
28810 
subsp. costicola 
costicola subsp. 
Salinivibrio. 
28810 
strain HTCC2516 1 
Bacteria; Proteob 
28810 
antarcticus strai 
antarcticus Bacte 
Roseisalinus. 
28810 
strain CM243 16S 
Proteobacteria; A 
28810 
agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 
28810 
halodurans strain 
Bacteria; Proteob 
28810 
livingstonensis s 
livingstonensis B 
Shewanella. 
28810 
limnaeus strain A 
Bacteria; Proteob 
28810 
strain L1/68 16S 
Proteobacteria; 
28810 
inexpectatum stra 
inexpectatum Bact 
Albidovulum. 
28810 
zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 

28810 
ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 
28810 
issachenkonii str 
issachenkonii Bac 


G 


Pseudoalteromonas. 


28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1150424 1150374 1 49 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1277163 1277113 1 49 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1342603 1342553 1 49 gi 


ammaproteobacteria; Alteromonadales; F 
1354834 1354784 1 49 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 
1369871 1369821 1 49 gi 
acteria; Alphaproteobacteria; Rhodobac 
1610601 1610551 1 49 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


ue 
ia 


1615106 1615056 1 49 

ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1753778 1753728 1 49 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 
au 


eq 
ia 
1765880 1765830 1 49 gi 

34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1846537 1846485 1 51 gi 
train NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


en 
al 


se 
ct 


1904329 1904267 1 60 gi 
26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
1927027 1926977 1 49 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2152471 21524211 49 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


al 


an 


eq 
ri 


2158470 2158420 1 49 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


Pp 
ob 


2271107 2271057 1 49 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


en 
na 
2272579 2272529 1 49 gi 
ain KMM 3549 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


1 
er 


2286294 2286232 1 60 


253680756 
ence 11501 
rillales; 

219846127 
quence 

ia; Altero 
228721107 
somal RNA, partial sequence 1342254 1343799 Ferri 
errimonada 
228720264 
artial seq 
mmaproteob 


228718299 
6S ribosomal RNA, partial sequence 1369567 13709 
terales; 
219878469 
nce 


, 


219878466 
1614821 16162 
lobacter 
219878370 
uence 


v 


219878360 
ce 17655 
es; 
219878304 
quence 

eria; Al 


219878260 


a; 


219857629 
artial s 
acteria; 


219857552 
ce 22707 
dales; 


219857551 
sequence 


ia; Alte 


219857541 


es; 
219878243 
1926697 19282 
thomonad 
219857633 
uence 


ref|NR_028004.1 
78 1151571 Thalas 
Rhodospirillace 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref |NR_027602.1 
monas balearica 
ceae; Ferrimona 
ref|NR_027590.1 
uence 135446 
acteria; Vibrion 


ref|NR_027572.1 


hodobacteraceae; 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


R 


Rhodob 


ref|NR_025605.1 
aceae; Woodshole 
ref|NR_025509.1 

1753455 175495 
Alteromonadales; Pseud 
ref|NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025443.1 

1846218 184771 
teromonadales; S 


Ecto 


ref|NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025382.1 


19040 
Chro: 


aceae; Ignatzsch 
ref|NR_025222.1 

2152193 215360 
Rhodobacterales; Rhod 
ref 
eque 
Rho 


NR_025218.1 
nce 215819 
dobacterales 


ref|NR_025140.1 
90 2272278 Pseudo 


Pseudoalteromonad 


ref |NR_025139.1 
2272329 227377 


romonadales; Pse 


ref 


a 


Bacteria_16S 


gi 


NR_025129.1 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 
28810 
thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 
28810 
strain LBB1 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 


28810 
sulfonivorans str 
Bacteria; Proteob 
28810 
strain CCUG 30811 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


s 
ct 


2336060 2336010 1 49 gi 
n ALG 1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
r. 


ue 
ia 


2340572 2340522 1 49 
ibosomal RNA, partial sequence 


gi 


ho 
2349613 2349563 1 49 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2445462 2445412 1 49 gi 
16S ribosomal RNA, partial sequence 


en 
le 


219857504 
nce 


’ 


219857501 
2340265 23417 
dobacter 
219857494 
ce 23493 


Ss; 


219857422 


equence 
eria; 


2285990 228738 


Chromatiales; Ecto 


ref|NR_025092.1 
2335756 233710 
Rhodobacterales; Rhodo 


ref|NR_025089.1 
aceae; Rhodobaca 
ref |NR_025082.1 
35 2350745 Hyphom 


Hyphomicrobiaceae; Hy 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Ferrimonas balearica 
DSM 9799 Bacteria; 


Ss. 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Roseisalinus 

3 Roseisalinus 

bacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 

Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Shewanella 
2 Shewanella 
hewanellaceae; 


Thioalkalicoccus 

kalicoccus limnaeus 

lkalicoccus. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Albidovulum 

1 Albidovulum 

obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


a 
Pseudoalteromonas 


alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Roseinatronobacter 
2 Roseinatronobacter 


bacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 


ref |NR_025010.1 


Alishewanella fetalis 


2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 


28810 


Bacteria_16S 


2505804 2505754 1 49 gi 


219857373 


strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 25069 
Gammaproteobacteria; Chromatiales; Ectothiorhodos 


Proteobacteria; 
28810 


Proteobacteria; 


Bacteria_16S 
strain hl 16S ribosomal RNA, partial sequence 


2630738 2630688 1 49 gi 


219857238 
2630432 26317 


ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024866.1| Methylarcula terricola 
92 Methylarcula terricola Bacteria; 


Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 


28810 Bacteria_16S 2647557 2647507 1 49 gi| 219857226 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 
Thiomicrospira. 

28810 Bacteria_16S 2695313 2695263 1 49 gi|219857191 
floricola strain S-877 16S ribosomal RNA, partial sequence 26950 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
28810 Bacteria_16S 2716424 27163741 49 gi|219857177 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 27175 


Proteobacteria; 
28810 
strain MKT 106 1 
Proteobacteria; 


2740549 2740499 1 49 
S ribosomal RNA, partial sequence 


gi 
6 


Gammaproteobacteria; Alteromonadales; Col 
Bacteria_16S 


Gammaproteobacteria; Alteromonadales; Alt 


welliaceae; 
219857160 
2740223 27416 
eromonadaceae; Agarivorans. 


ref|NR_024854.1| Thiomicrospira 
2647248 2648671 Thiomicrospira 
hales; Piscirickettsiaceae; 


ref|NR_024819.1| Saccharibacter 
10 2696445 Saccharibacter floricola 
Acetobacteraceae; Saccharibacter. 


ref |NR_024805.1| Colwellia piezophila 

81 Colwellia piezophila Bacteria; 
Colwellia. 

ref|NR_024788.1| Agarivorans albus 


76 Agarivorans albus Bacteria; 


28810 Bacteria_16S 2925825 2925775 1 49 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

28810 Bacteria_16S 2928834 2928784 1 49 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

28810 Bacteria_16S 2960430 2960380 1 49 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

28810 Bacteria_16S 2989507 2989445 1 60 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 


strain 087-AZ-H 
Proteobacteria; 
28810 
pantotrophus str 
pantotrophus Bac 
Paracoccus. 
28810 
denitrificans st 
denitrificans Ba 
Paracoccus. 
28810 
strain Nl 16S ri 
Proteobacteria; 
28810 
strain A901/1 16 
Proteobacteria; 
28810 
strain LLAP12 16 
Bacteria; Proteo 
28810 
strain L2 16S ri 
Proteobacteria; 
28810 
frateurii strain 
frateurii Bacter 
Gluconobacter. 
28810 
nigrifaciens str 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1 


6S ribosomal RNA, partial sequence 2989207 29906 


Gammaproteobacteria; Legionellales; Legionellacea 
3084994 3084944 1 49 gi|219846865 
ain ATCC 35512 16S ribosomal RNA, partial sequenc 


3086439 3086389 1 49 gi 


3108850 3108800 1 49 
bosomal RNA, complete sequence 


gi 


3134375 3134325 1 49 
ribosomal RNA, partial sequence 


gi 
s 


3266249 3266187 1 60 

S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Legionel 
3267667 3267605 1 60 gi 
bosomal RNA, partial sequence 


gi 


3418200 3418150 1 49 gi 


ia; Proteobacteria; Alphaproteobacteria; 


3421206 34211561 49 gi 
ain NCIMB 8614 16S ribosomal RNA, parti 


teria; Proteobacteria; Alphaproteobacteri 


a; Rhodo 


219846864 
rain 381 16S ribosomal RNA, partial seque 
cteria; Proteobacteria; Alphaproteobacter 


nce 
ia; 


219846849 
3108566 31099 
Alphaproteobacteria; Rhodobacterales; Rho 
219846832 
3134094 31355 
Alphaproteobacteria; Rhodobacterales; Rho 
219846743 
3265947 32672 
la 
219846742 
3267345 32688 
Gammaproteobacteria; Legionellales; Legio 
Bacteria_16S 
IFO 3264 16S ribosomal RNA, partial sequ 


dobacter 
dobacter 
les; 


Leg 


nellacea 


219846632 


ence 
Rhodospi 


219846630 
al 


sequenc 


nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alter 
Pseudoalteromonas. 
28810 Bacteria_16S 3427132 3427082 1 49 gi| 219846626 


atlantica strain 


IAM 12927 16S ribosomal RNA, partial sequence 


atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 

28810 Bacteria_16S 3574171 35741211 49 gi| 219846526 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
28810 Bacteria_16S 3590978 3590928 1 49 gi|219846515 


pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


Rhodobacterales; 


58 Legionella tucsonensis Bacteria; 


e; Legionella. 
ref|NR_026457.1] Paracoccus 
e 3084717 3086111 Paracoccus 


bacterales; Rhodobacteraceae; 

ref|NR_026456.1] Paracoccus 
3086162 3087556 Paracoccus 

Rhodobacteraceae; 


ref|NR_026441.1| Rhodovulum iodosum 

80 Rhodovulum iodosum Bacteria; 

aceae; Rhodovulum. 

ref|NR_026424.1| Paracoccus alkenifer 
01 Paracoccus alkenifer Bacteria; 

aceae; Paracoccus. 

ref |NR_026335.1| Legionella drancourtii 
94 Legionella drancourtii LLAP12 
ionellaceae; Legionella. 

ref |NR_026334.1| Legionella lytica 

25 Legionella lytica Bacteria; 

e; Legionella. 
ref|NR_026224.1] Gluconobacter 
3417892 3419367 Gluconobacter 
rillales; Acetobacteraceae; 


ref|NR_026222.1| Pseudoalteromonas 
e 3420894 3422329 Pseudoalteromonas 
omonadales; Pseudoalteromonadaceae; 


ref|NR_026218.1| Pseudoalteromonas 
3426820 3428242 Pseudoalteromonas 
nadales; Pseudoalteromonadaceae; 


ref|NR_026118.1] Gluconobacter oxydans 
38 Gluconobacter oxydans Bacteria; 
raceae; Gluconobacter. 
ref|NR_026107.1] Acetobacter 

3590670 3592148 Acetobacter 


28810 


szegediense strai 
Bacteria; 


28810 


strain LK6 16S ri 


28810 


psychrotropica st 
psychrotropica Ba 


28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, 


strain 34-P 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
Bacteria_16S 


28810 
strain S51-W 16S 


3648543 3648481 1 


3651623 3651561 1 


3662361 36623111 


Proteobacteria; 
3794405 3794355 1 


complete sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


60 gi 


n OR2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


60 gi 


49 gi 


rain ACAM 179 16S ribosomal RNA, partial 
cteria; 


49 gi 


3651286 36527 


3794096 37955 


219846472 
36482 


219846470 


219846463 


sequenc 


219846367 


3795921 3795871 1 49 gi 


monadaceae; 
219846366 


28810 


hominis strain 6573 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


28810 


strain C-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


28810 


pelophila strain 
Bacteria; 


28810 


strain OCh 254 16 


28810 


thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


28810 


strain DM-82 16S 


28810 


sulfidophilum str 
Bacteria; 


28810 


strain MB-G2 16S 


28810 


salexigens strain 
Bacteria; 


28810 


strain IAM 13153 


28810 


aliena strain KMM 3562 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; M 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


3827981 3827939 11 


3835361 38353111 


3838437 3838387 1 


3899643 3899601 11 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


3936043 3935993 1 


3937477 3937427 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


3953686 3953636 1 


3955125 3955075 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


3970098 3970048 1 


3975884 3975842 11 


4052264 40522141 


52 gi 


49 gi 


49 gi 


4B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


52 gi 


49 gi 


in THI 011 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


49 gi 


49 gi 


ain W4 16S ribosomal RNA, partial sequence 39533 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae 


49 gi 


49 gi 


WS 68 16S ribosomal RNA, partial sequence 39698 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae 


52 gi 


complete sequence 


49 gi 


3795600 37970 


3835060 38365 


Halomonadaceae; 


3899350 39007 


3937190 39385 


3954838 39562 


Bacteria; 
Pseudoalteromonas 
28810 
pratensis strain 
Bacteria; 
28810 


Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


4084165 4084103 1 60 gi 
F31 16S ribosomal RNA, partial sequenc 


Proteobacteria; Betaproteobacteria; Methylophilales; 
Bacteria_16S 


4134006 4133956 1 49 gi 


haeundaensis strain BC74171 16S ribosomal RNA, partial 


haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
28810 
thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 
28810 
translucida strai 


translucida Bacteria; 


Pseudoalteromonas 
28810 


paragorgicola Bac 
Pseudoalteromonas 
28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
paragorgicola strain KMM 


Bacteria_16S 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


4207411 4207361 1 50 gi 
strain 41 16S ribosomal RNA, partial 


Bacteria; Firmicutes; Clostridia; Clostridiales 


ella. 
4213531 4213481 1 49 gi 
n KMM 520 16S ribosomal RNA, partial s 
Proteobacteria; 


4215085 4215035 1 49 gi 
teria; Proteobacteria; 


47154 47101 aL 52 gi 


Gammaproteobacteria; 


3548 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alte 


219846344 
38276 


219846338 


219846336 
38381 
Pis 
219846295 


219846268 
sequence 
Rhodo 


219846267 


219846256 


219846255 


219846245 


219846241 
39756 


219846185 
40519 


219846163 
e 40838 
Me 
219846124 
sequence 

Rhodo 


219846070 
sequence 


219846065 
equence 
Altero 


219846064 


ref|NR_026064.1 
06 3649696 Methyl 


ref|NR_026062.1 
76 Methylocaldum 


ref |NR_026055.1 
e€ 3662041 366352 


Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


ref|NR_025958.1 
Polaromonas. 


ref |NR_025957.1 


aceae; 
NR_025858.1 
3935756 393713 
bacterales; 
ref|NR_025857.1 


aceae; Paracoccu 
ref |NR_025846.1 


ref|NR_025845.1 
aceae; Rhodovulu 
ref|NR_025835.1 
17 3971134 Rhodot 

, 


ref|NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_025714.1 
133716 413512 
bacterales; Rhod 


rs 


ref|NR_025660.1 
4207086 420854 
; Clostridiales 


ref|NR_025655.1 
4213214 421471 
monadales; Pseud 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


265679032 
46828 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylocaldum tepidum 
tepidum Bacteria; 


aceae; Methylocaldum. 


Colwellia 
6 Colwellia 
Colwellia. 
Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Colwellia. 

ref|NR_025934.1| Cardiobacterium 

53 3829122 Cardiobacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_025928.1|] Halomonas halodurans 
33 Halomonas halodurans Bacteria; 

Halomonas. 

ref|NR_025926.1| Thiomicrospira 

14 3839581 Thiomicrospira pelophila 
cirickettsiaceae; Thiomicrospira. 
ref|NR_025885.1| Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
Roseibium. 


Paracoccus 
9 Paracoccus 


Rhodobacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Rhodovulum 


99 3954787 Rhodovulum sulfidophilum 
7 


Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Mycoplana bullata 
ana bullata Bacteria; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Methylobacillus 

obacillus pratensis 

Methylobacillus. 
Paracoccus 

3 Paracoccus 

obacteraceae; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


ref|NR_029340.1 
48321 


Alcanivorax 


Alcanivorax borkumensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


28810 


Bacteria_16S 
aespoeensis strain Aspo2 16S ribosomal RNA, partial seq 
aespoeensis Bacteria; 


95604 95551 1 52 gi 


Proteobacteria; Deltaproteobacter 


265678999 
uence 
ia; 


Desulfovibrionales; 


ref|NR_029307.1| Desulfovibrio 
95265 96764 Desulfovibrio 
Desulfovibrionaceae; 


Desulfovibrio. 
Bacteria_16S 
strain KB740 16S 


28810 


28810 


28810 


28810 


28810 


28810 


28810 


H 1 


28810 


28810 


Bacteria; 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 
strain TMAO3 16S 
Firmicutes; 
Bacteria_16S 
16S ribosomal 
Clostridia; 


156621 156568 1 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
Bacteria_16S 
aerodenitrificans 
aerodenitrificans 
Microvirgula. 
Bacteria_16S 
taiwanensis strai 
Bacteria; 


248603 248550 1 
Proteobacteria; 


390813 390760 1 


438781 438728 1 


545782 545729 1 


548842 548789 1 


ribosomal RNA, partial sequence 
Clostridia; 


642967 642914 1 


RNA, partial sequence 

Clostridiales; Veillonellaceae; 
Bacteria_16S 
strain 279-56 16S 


662452 662399 1 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
cloacae complex. 
Bacteria_16S 
strain NA 1 16S r 


680754 680701 1 


ibosomal RNA, partial sequence 


52 gi 


52 gi 


strain Sgly2 16S ribosomal RNA, parti 
Betaproteob 


52 gi 


n cf 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
Bacteria_16S 
strain HTCC2506 1 


52 gi 


Rhizobiales; Auran 


52 gi 


partial sequence 
Enterobacteriales; 


52 gi 


265678958 


156293 15781 
ocyclaceae; 


265678896 


265678794 


265678762 


6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
strain CIP 105566 


265678688 
54547 


265678686 


548509 55004 
Clostridiales; Veillonellaceae; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


28810 


28810 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


28810 


strain 19glyl 16S 
Firmicutes; 


28810 


strain Al 16S rib 


Bacteria_16S 
strain DSM 30039 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


n NSW 326 
ria; 


689785 689732 1 


691337 691284 1 
Proteobacteria; 


726158 726105 1 


ribosomal RNA, partial sequence 
Clostridia; 


758633 758580 1 


osomal RNA, partial sequence 


16S ribosomal RNA, partial 


Clostridiales; Veillonellaceae; 


16S ribosomal RNA, partial sequence 689459 69096 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


725825 72731 
Succinispira. 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


28810 


strain V33 16S ri 


Bacteria_16S 


760185 760132 1 


bosomal RNA, partial sequence 


52 gi|265678540 
758305 75981 
52 gi| 265678539 


759866 76120 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


28810 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae; 


28810 


strain M39 16S ri 


28810 


ferriphilum strai 
Bacteria; Nitrosp 


28810 


strain 12993 16S 


28810 


strain 256 16S ri 


28810 


strain CFBP 5236 


28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


786262 786210 1 


787779 787726 1 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


795378 795325 1 


818358 818305 1 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


819863 819810 1 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


844341 844288 1 


848783 848730 1 


50 gi 


52 gi 


52 gi 


n P3a 16S ribosomal RNA, partial sequence 
irae; Nitrospirales; Nitrospiraceae; Leptospiril 


52 gi 


52 gi 
52 gi 


52 gi 


265678521 


ain YIM6 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


265678520 


787469 78896 


ciricketts 
265678515 
79504 


265678500 


818049 81950 


Enterobac 
265678499 


819558 82101 


Enterobac 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Enterobac 
265678480 


singaporensis strain LX3 16S ribosomal RNA, partial sequence 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 


al sequenc 
acteria; Neiss 


39048 


ref 


AZ 
ref 


ref 


ref 


ref 


ref 


Sporomusa. 
52 gi| 265678622 |ref|NR_028927.1 
642624 644123 Sporomusa ovata Bacte 
Sporomusa. 
52 gi| 265678607 |ref|NR_028912.1 
662137 663647 Enterobacter 
Enterobacteriaceae; Enter 
52 gi| 265678595 |ref|NR_028900.1 
680477 68183 
Neisseria. 
52 gi| 265678589 |ref|NR_028894.1 
Enterobacteriaceae; Citro 
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Citrobacter braakii 
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bacter. 
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ra ascorbata Bacteria; 
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ae; Myxococcaceae; 
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1279 Bacteria; 


Yersinia mollaretii 
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eae; Yersinia. 
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71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
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eae; Yersinia. 
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51 Thauera phenylacetica Bacteria; 
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79 Thauera aminoaromatica Bacteria; 
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14 Zoogloea resiniphila Bacteria; 
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umonas. 


1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

28810 Bacteria_16S 1185219 1185166 1 52 gi|228716090|ref|NR_027546.1 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
28810 Bacteria_16S 1186730 1186677 1 52 gi|228716058|ref|NR_027545.1 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
28810 Bacteria_16S 1188241 1188188 1 52 gi|228716012|ref|NR_027544.1 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
28810 Bacteria_16S 1189752 1189699 1 52 gi|228715942|ref|NR_027543.1 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
28810 Bacteria_16S 1305891 1305838 1 52 gi|219846269|ref|NR_025859.1 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bact 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

28810 Bacteria_16S 1362265 13622121 52 gi|228719132|ref|NR_027580.1 
antarcticus strain 307 16S ribosomal RNA, partial sequence 1361976 1363364 Octade 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
28810 Bacteria_16S 1381901 1381852 1 48 gi|228717104|ref|NR_027560.1 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 13830 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
28810 Bacteria_16S 1424067 1424014 1 52 gi|224581442|ref|NR_027224.1 
strain B4P 16S ribosomal RNA, partial sequence 1423741 14252 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

28810 Bacteria_16S 1431847 14317941 52 gi|224581434|ref|NR_027216.1 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptos 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

28810 Bacteria_16S 1438010 1437957 1 52 gi|224581429|ref|NR_027211.1 
strain S2 16S ribosomal RNA, partial sequence 1437684 14391 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

28810 Bacteria_16S 1468255 1468202 1 52 gi| 224581407 |ref|NR_027188.1 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 14694 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
28810 Bacteria_16S 1495537 1495484 1 52 gi|219846691|ref|NR_026283.1 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 1495267 1496682 Tolumo 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tol 
28810 Bacteria_16S 1507501 1507448 1 52 gi| 219846303 |ref|NR_025893.1 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 150715 


elongata subsp. 
Neisseria. 


Neisseria elongata 
8 1508633 Neisseria 


elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


28810 Bacteria_16S 1666889 1666836 1 52 gi|219878430|ref|NR_025569.1| Escherichia albertii 
strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

28810 Bacteria_16S 1671495 1671442 1 52 gi|219878427|ref|NR_025566.1| Enterobacter cowanii 
strain 888-76 16S ribosomal RNA, partial sequence 1671187 1672548 Enterobacter cowanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

28810 Bacteria_16S 1741606 1741553 1 52 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

28810 Bacteria_16S 1759919 1759868 1 50 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

28810 Bacteria_16S 1829652 1829599 1 52 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
28810 Bacteria_16S 1872329 1872276 1 52 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter parvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

28810 Bacteria_16S 1879946 1879893 1 52 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

28810 Bacteria_16S 1881527 1881474 1 52 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

28810 Bacteria_16S 1883103 1883050 1 52 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

28810 Bacteria_16S 1884683 1884630 1 52 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

28810 Bacteria_16S 1887775 1887722 1 52 gi|219878273|ref|NR_025412.1| Acinetobacter 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 1887472 1888937 Acinetobacter 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
28810 Bacteria_16S 1913149 1913096 1 52 gi|219878253|ref|NR_025392.1| Acinetobacter ursingii 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 1912872 1914310 Acinetobacter ursingii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

28810 Bacteria_16S 1986535 1986482 1 52 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

28810 Bacteria_16S 1988069 1988016 1 52 gi|219878203|ref|NR_025342.1| Tatumella ptyseos 
strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 1989239 Tatumella ptyseos Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatumella. 

28810 Bacteria_16S 1989617 1989564 1 52 gi|219878202|ref|NR_025341.1| Serratia 
proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Serratia. 

28810 Bacteria_16S 1991165 19911121 52 gi|219878201|ref|NR_025340.1| Serratia grimesii 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

28810 Bacteria_16S 1992708 1992655 1 52 gi|219878200|ref|NR_025339.1| Serratia fonticola 
strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

28810 Bacteria_16S 1994256 1994203 1 52 gi|219878199|ref|NR_025338.1| Serratia entomophila 
strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

28810 Bacteria_16S 1995791 1995738 1 52 gi|219878198|ref|NR_025337.1| Rahnella aquatilis 
strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahnella. 

28810 Bacteria_16S 2000409 2000356 1 52 gi|219878195|ref|NR_025334.1| Obesumbacterium 
proteus strain 42 16S ribosomal RNA, partial sequence 2000096 2001585 Obesumbacterium proteus 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Obesumbacterium. 
28810 Bacteria_16S 2005022 2004969 1 52 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 
strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

28810 Bacteria_16S 2006568 2006515 1 52 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

28810 Bacteria_16S 2008112 2008059 1 52 gi|219878190|ref|NR_025329.1| Buttiauxella 
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Desulfovibrionaceae; 


ref|NR_025012.1| Shewanella japonica 
41 Shewanella japonica Bacteria; 
Shewanella. 
ref|NR_024996.1| Raoultella planticola 
40 2463175 Raoultella planticola 
Enterobacteriaceae; Raoultella. 

ref Thauera chlorobenzoica 


NR_024972.1 


Thauera. 


ref|NR_024970.1 


17 Thauera chlorobenzoica Bacteria; 
Rhodocyclaceae; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 
Rhodocyclaceae; Azoarcus. 


ref|NR_024969.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Legionella waltersii 


2500908 2502354 Legionella waltersii Bacteria; 


28810 Bacteria_16S 2566094 2566041 1 52 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

28810 Bacteria_16S 2599845 2599792 1 52 gi|219857268|ref|NR_024899.1| Mannheimia 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
28810 Bacteria_16S 2601399 2601346 1 52 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 2602563 Mannheimia ruminalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

28810 Bacteria_16S 2602953 2602900 1 52 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

28810 Bacteria_16S 2620047 2619994 1 52 gi|219857252|ref|NR_024883.1| Kluyvera georgiana 
strain ATCC 51603 16S ribosomal RNA, partial sequence 2619736 2621149 Kluyvera georgiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

28810 Bacteria_16S 2635176 2635123 1 52 gi|219857234|ref|NR_024862.1| Citrobacter werkmanii 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 2634842 2636362 Citrobacter werkmanii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

28810 Bacteria_16S 2636740 2636687 1 52 gi|219857233|ref|NR_024861.1| Citrobacter farmeri 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 2636413 2637923 Citrobacter farmeri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

28810 Bacteria_16S 2638320 2638267 1 52 gi|219857232|ref|NR_024860.1| Actinobacillus 
succinogenes strain 130Z 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Actinobacillus. 

28810 Bacteria_16S 2641374 2641321 1 52 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

28810 Bacteria_16S 2646035 2645982 1 52 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
28810 Bacteria_16S 2649039 2648986 1 52 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

28810 Bacteria_16S 2650543 2650490 1 52 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
6a3 16S ribosomal RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

28810 Bacteria_16S 2653559 2653506 1 52 gi|219857222|ref|NR_024850.1| Azoarcus communis 


strain SWub3 16S 


ribosomal RNA, partial sequence 


2653267 26546 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
28810 Bacteria_16S 2762796 2762743 1 52 gi| 219857142 |ref|NR_024770.1 
strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 27639 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
28810 Bacteria_16S 2764312 2764259 1 52 gi|219857141|ref|NR_024769.1 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwar 
28810 Bacteria_16S 2765828 2765775 1 52 gi|219857140|ref|NR_024768.1 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwar 
28810 Bacteria_16S 2779558 2779505 1 52 gi|219857130|ref|NR_024758.1 
strain AP3 16S ribosomal RNA, partial sequence 2779259 27806 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
28810 Bacteria_16S 2782491 2782438 1 52 gi|219857128|ref|NR_024756.1 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 27836 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
28810 Bacteria_16S 2841394 28413411 52 gi|219856896|ref|NR_024715.1 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halana 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobiu 
28810 Bacteria_16S 2947043 2946990 1 52 gi|219856825|ref|NR_024644.1 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 29481 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serra 
28810 Bacteria_16S 2948533 2948480 1 52 gi|219856824|ref|NR_024643.1 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
28810 Bacteria_16S 2950021 2949968 1 52 gi|219856823|ref|NR_024642.1 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
28810 Bacteria_16S 2951522 2951469 1 52 gi|219856822|ref|NR_024641.1 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
28810 Bacteria_16S 2953020 2952967 1 52 gi|219856821|ref|NR_024640.1 
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28810 Bacteria_16S 
strain ATCC 15712 


3666974 3666921 1 52 gi|219846459|ref|NR_026050.1| Brenneria salicis 

16S ribosomal RNA, partial sequence 3666679 3668133 Brenneria salicis ATCC 15712 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 

28810 Bacteria_16S 3668479 3668426 1 52 gi|219846458|ref|NR_026049.1| Erwinia persicina 
strain HK 204 16S ribosomal RNA, partial sequence 3668184 3669639 Erwinia persicina Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Erwinia. 

28810 Bacteria_16S 3669986 3669933 1 52 gi| 219846457 |ref|NR_026048.1| Brenneria nigrifluens 
strain EN 101 16S ribosomal RNA, partial sequence 3669690 3671145 Brenneria nigrifluens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 

28810 Bacteria_16S 3673002 3672949 1 52 gi|219846455|ref|NR_026046.1| Pectobacterium 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 3672704 3674161 Pectobacterium 
betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Pectobacterium. 
28810 Bacteria_16S 3674507 3674454 1 52 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
strain 1846 16S ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 

28810 Bacteria_16S 3695694 3695641 1 52 gi| 219846439 |ref|NR_026030.1| Actinobacillus 
porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

28810 Bacteria_16S 3855094 3855041 1 52 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
28810 Bacteria_16S 3874912 3874859 1 52 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
28810 Bacteria_16S 3887369 3887316 1 52 gi|219846304|ref|NR_025894.1| Vitreoscilla 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 
28810 Bacteria_16S 3890444 3890391 1 52 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 
28810 Bacteria_16S 3964149 3964096 1 52 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
28810 Bacteria_16S 4234765 4234712 1 52 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

28810 Bacteria_16S 42587 42547 11 50 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
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tial sequence 1739732 17412 
omycetales; 


50 


1351515 1352883 Roseo 


gi| 253680769 
1130448 11319 
Streptosporang 
gi| 228720499 


gi| 219878450 
1638983 16404 
Streptosporang 
gi| 219878380 


Streptosporang 
gi| 219878378 


ref |NR_028017.1 
04 Nocardiopsis 
ineae; Nocardiop 
ref |NR_027593.1 
bacter litoralis 
aceae; Roseobact 
ref|NR_025589.1 


ae; Kineosporia. 
Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Roseobacter litoralis 
Och 149 Bacteria; 
er. 
Nocardiopsis aegyptia 


69 Nocardiopsis aegyptia Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 


ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025517.1 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 
28810 
cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 
28810 
halotolerans stra 


halotolerans Bacteria; Actinobacteria; 


Nocardiopsaceae; 


Bacteria_16S 


Bacteria_16S 


R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1852478 1852438 11 50 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 
1876814 1876774 11 
in DSM 44410 16S ribos 


50 gi 
omal RNA, partia 
Actinobacteridae 
Nocardiopsis. 


17428 
Stre 


ce 
ales; 
219878299 
sequence 
dae; Actin 


19878283 
sequence 


2 
1 
; Actinomy 


31 1744318 Nocar 
porangineae 


ptos 
ref 
omyc 


ref 


ceta 


1852181 18536 
etales; 


1876505 18780 
les; 


NR_025438.1 
Stre 
NR_025422.1 


Strepto 


7 


0 


28810 


strain KS9 16S ri 


28810 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actin 


2252530 2252490 11 


2510379 2510339 11 


50 


equence 
omycetales; 


50 


gi| 219857564 
2252243 22536 
Streptosporang 
gi| 219857370 


ref |NR_025152.1 


ineae; Nocardiop 
ref |NR_024958.1 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 

28810 
strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


28810 
naphthovorans str 
naphthovorans Bac 
28810 
cineracea strain 
cineracea Bacteri 


Streptomycetaceae; 


28810 


aurantiacum Bacte 


Micromonosporaceae; Virgisporangium. 
Bacteria_16S 


28810 
ochraceum strain 
ochraceum Bacteri 


Micromonosporaceae; Virgisporangium. 
Bacteria_16S 
brevicatena strain YU 720-21 16S ribosomal RNA, partial 


28810 


brevicatena Bacte 
Sporichthya. 

28810 
pontiacus ChLG-10 
Bacteria; Proteob 
28810 
heliothermus stra 


heliothermus Bacteria; Proteobacteria; Alphaproteobacte 


Antarctobacter. 
28810 
strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 


28810 
lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 

28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
aurantiacum strain YU438-5 16S ribosoma 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, pa 
acteria; Actinobacteri 


rtial sequence 
dae; Actinomycet 


2511886 2511846 11 50 gi 
7 16S ribosomal RNA, partial sequence 
Stre 
2607631 2607579 1 51 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2842878 2842838 11 50 gi 
SK-3255 16S ribosomal RNA, complete se 
a; Actinobacteria; Act 
Kitasatospora. 

2940881 2940841 11 50 gi 
1 RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


2942397 2942357 11 
YU655-43 16S ribosomal 
a; Actinobacteria; Act 


50 gi 
RNA, partial se 


2943913 2943873 11 50 gi 


ria; Actinobacteria; Actinobacteridae; 


3143450 3143402 1 47 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3161777 3161729 1 47 gi 
in EL-219 16S ribosomal RNA, partial s 


3163238 31631901 47 gi 
172 16S ribosomal RNA, partial sequenc 


3255665 3255625 11 50 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


inobacteridae; Act 


inobacteridae; Act 


25100 
ales; Stre 
219857369 
25115 
ptosporang 
219857263 
ial sequen 
eria; Ocea 
219856895 
quence 

inomycet 


219856829 
equence 
Actinomyc 


219856828 
quence 
inomycet 


219856827 
sequence 
Actinomyc 


219846826 
31431 
terales; R 
219846814 
equence 

ria; Rhodo 


219846813 
e 31629 
hodobacter 
219846750 
sequence 
Actinomyc 


3257178 3257138 11 50 gi 


68 2511541 Nocard 
ptos 


ref 


92 2513043 Nocar 


ineae; 
ref 


ce 2607312 26087 


nosp 
ref 


ales; 
ref 
etal 
ref 
ales; 
ref 
etal 


ref 


ref 
bact 


ref 


etal 


219846749 


ref 


irillales; 
2842551 28440 


2940579 29420 
es; 


2942098 29435 
Micromono 


2943614 29450 
es; 


Ww 


161511 31629 
erales; 


Roseovar 


3255372 32568 
es; Strepto 


porangineae; 
NR_024957.1 

d 
Nocardiop 
NR_024894.1 
NR_024714.1 
Streptomyc 
NR_024648.1 
Micromon 


NR_024647.1 


NR_024646.1 
Frankine 


NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
NR_026406.1 


Rhod 


NR_026405.1 
61 3164378 Roseov: 
aceae; 


ref|NR_026342.1 


NR_026341.1 


7 
N 


6 


4 


6 


s 


7 


1 


i 


3 
s 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 


diopsis metallicus 
7 


Nocardiopsaceae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Nocardiopsis 
9 Nocardiopsis 


sporangineae; 


Nocardiopsis composta 


96 Nocardiopsis composta Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis trehalosi 

iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Neptunomonas 
7 Neptunomonas 
eptunomonas. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 

obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Nocardiopsis 

2 Nocardiopsis 
porangineae; 


Nocardiopsis listeri 


strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis listeri Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


28810 Bacteria_16S 
strain DSM 43377 


28810 Bacteria_16S 
dassonvillei subsp. 


Actinomycetales; 
28810 Bacteria_16S 
strain JB13 16S r 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomo 
28810 Bacteria_16S 3716684 3716636 1 47 gi|219846425|ref|NR_026016.1 
strain E-37 16S ribosomal RNA, partial sequence 3716418 37177 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittul 
28810 Bacteria_16S 3797452 3797402 1 49 gi|219846364|ref|NR_025955.1 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 37986 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cyclocla 
28810 Bacteria_16S 4061259 4061219 11 50 gi|219846178|ref|NR_025768.1 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
28810 Bacteria_16S 4111183 4111143 11 50 gi|219846144|ref|NR_025734.1 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 41123 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
28810 Bacteria_16S 4115634 4115594 11 50 gi|219846140|ref|NR_025730.1 
strain W4937 16S ribosomal RNA, partial sequence 4115405 41168 


Actinobacteria; Actinobac 


28810 Bacteria_16S 
umidischolae stra 
umidischolae Bacteria; 
Nocardiopsaceae; 


28810 Bacteria_16S 


3258690 3258650 11 
16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 
3260200 3260160 11 
albirubida strain DSM 40465 16S ribos 
Nocardiopsis dassonvillei subsp. 


Ac 


321 270 


50 


50 


52 


teridae; Actinomycetal 
4216606 4216566 11 
in 66/93 


50 


1 50 


gi|219846748 


gi| 219846747 


No 
gi| 219846518 
3585997 35874 


es; 


gi|219846063 


16S ribosomal RNA, partial sequence 
tinobacteria; Actinobacteridae; 
Nocardiopsis. 


gi| 265679063 


Streptosporang 


omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; 
3586332 3586280 2 
ibosomal RNA, partial sequence 


cardiops 


cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 
Bacteria_16S 
azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 


28810 


34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1860 1809 1 50 gi 
28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
32231 32180 


1 50 


1 
ales; 


265679062 
1539 


ales; 


265679042 


28810 Bacteria_16S 
flavescens strain 
Bacteria; Actinob 
Microbacterium. 
28810 Bacteria_16S 
G33 16S ribosomal 
Actinobacteridae; 
28810 


Bacteria_16S 


Arthrobacter. 
28810 Bacteria_16S 


arborescens Bacte 
Microbacteriaceae; 
28810 Bacteria_16S 
helvolus strain D 
helvolus Bacteria; 
Pseudoclavibacter. 
28810 Bacteria_16S 
strain 113-1 16S 


109288 109237 1 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micrococcaceae; 
133875 133824 1 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


158184 158133 1 
arborescens strain DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
159703 159652 1 
SM 20419 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


185565 185514 1 
ribosomal RNA, partial sequence 


401 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


50 
10 


50 


50 


50 


50 


gi 
31915 
ales; 


gi| 265678989 
8968 110448 Kocur 


265678973 
13354 


gi 
ales; 
265678957 


sequence 
Actinomyc 


gi 
gi| 265678956 
tinomyceta 


gi| 265678939 
185230 18674 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


28810 Bacteria_16S 
kaustophilus stra 
kaustophilus Bacteria; 
28810 Bacteria_16S 

subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


28810 Bacteria_16S 


219526 219475 1 
in BD 53 16S ribosomal RNA, partial sequence 
Geobacill 


Firmicutes; 


268008 267957 1 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
345808 345757 1 


50 


Bacillales; 
50 


50 


strain 39 16S ribosomal RNA, partial sequence 


Bacil 
Bacteria_16S 


Firmicutes; 
28810 


lales; 


Paenibacillaceae; 
347277 347226 1 


Brevi 
50 


gi| 265678916 


Bacillac 
gi 


eae; 
265678881 


gi| 265678827 
345474 34689 
bacillus. 
gi| 265678826 


rtial sequence 
nobacteridae; 


ref 
ref 
pa 


is. 
ref 


ref 


ref 


ref 


ref 


ref 
iav 
Ko 
ref 


ref 

etal 
ref 

les; 
ref 


eae. 
ref 


is} 


ref 


ref 


56 Methylomonas 


4216320 42177 
Actinomyceta 


1489 
Pseudono 


3029 
Pseudono 


33385 
Micrococ 


6 135015 Arthro 
Micrococ 


157869 15933 


159387 16084 


19184 22060 


2 Brevibacillus 


NR_026340.1 


NR_026339.1 
rtial sequen 


NR_026110.1 


Nocardiacea 
NR_025653.1 
7 
les; Strepto 
NR_029371.1 
Saccha 
cardineae; P 


NR_029370.1 
Saccha 
cardineae; P 


NR_029350.1 
Microb 
cineae; Micr 


NR_029297.1 
arians Bacte 
curia. 
NR_029281.1 
cineae; Micr 
NR_029265.1 
6 
es; Micrococ 
NR_029264.1 
8 
Micrococcin 


NR_029247.1 


NR_029224.1 
8 
us. 
NR_029187.1 

26772 
Actinomycet 


w 


a 


NR_029132.1 


ref 


Nocardiopsis alba 


56 Nocardiopsis alba Bacteria; 
ineae; Nocardiop 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 
a. 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
Corynebacterineae; 


e; Rhodococcus. 
Nocardiopsis 

2 Nocardiopsis 

sporangineae; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Kocuria varians strain 
ria; Actinobacteria; 


Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Microbacterium 
Microbacterium 
cineae; 


Pseudoclavibacter 
Pseudoclavibacter 


eae; Microbacteriaceae; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Geobacillus 
Geobacillus 


Actinomadura cremea 
269132 Actinomadura 
les; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


NR_029131.1 


Brevibacillus 


borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 


borstelensis Bacteria; 


Firmicutes; 


Bacillales; 


Paenibacillaceae; 


Brev 


ibacillus. 


28810 


Bacteria_16S 


strain YIM 70081 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28810 


Bacteria_16S 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


28810 


Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


28810 
subsp. 


Bacteria_16S 


nitratus s 


cerinus subsp. ni 
Microbacteriaceae 


28810 


Bacteria_16S 


strain A288 16S r 


358995 358944 1 50 


gi 


360541 360490 1 50 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


377034 376983 1 
complete sequence 
Actinomycetales; Micrococcineae; Micr 
401573 401522 1 50 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
; Agromyces. 

404655 404604 1 50 
ibosomal RNA, partial sequence 


50 gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
28810 Bacteria_16S 421663 421612 1 50 gi 


strain YIM 70085 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28810 


Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


28810 


Bacteria_16S 


426372 426321 1 50 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 

429461 429410 1 


50 gi 


halotolerans strain YIM70084 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae 
Nesterenkonia. 


28810 


Bacteria_16S 


437257 437206 1 50 


gi 


265678815 


16S ribosomal RNA, partial sequence 358665 36015 


ococcineae 
265678814 
sequence 

Actinomyc 


265678803 


376697 378215 Agromyces 


obacteriac 
265678787 


265678785 


404351 40583 


ptosporang 


265678773 


16S ribosomal RNA, partial sequence 421328 42283 


ococcineae 
265678770 
1 sequence 


265678768 
sequence 
; Actinomy 


265678763 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequ 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 
Pseudonocardiaceae; Amycolatopsis. 


28810 


Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


28810 


Bacteria_16S 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


28810 
J18 


Bacteria_16S 
16S ribosomal 


Actinobacteridae; 


28810 


Bacteria_16S 


strain A10 16S ri 


449493 449442 1 50 gi 
ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Saccharothrix. 

460181 460130 1 50 gi 
in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 
466222 466171 1 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
469221 469170 1 50 gi 
bosomal RNA, partial sequence 


50 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
28810 Bacteria_16S 493923 493872 1 50 gi 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


28810 


Bacteria_16S 


gangotriensis str 
gangotriensis Bac 
Micrococcaceae; Arthrobacter. 


28810 


Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


28810 


Bacteria_16S 


strain HKI 0120 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28810 


Bacteria_16S 


strain HKI 0119 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28810 


Bacteria_16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


28810 


Bacteria_16S 
strain CMS90 16S ribosomal RNA, partial sequence 


in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


495428 495377 1 50 gi 
ain LzlYy 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


618617 618566 1 50 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


635250 635199 1 50 


gi 


636781 636730 1 50 


gi 


641417 641366 1 50 gi 
rain EL-30 16S ribosomal RNA, partial 

cteria; Actinobacteria; Actinobacterid 
esterenkonia. 

646117 646066 1 


50 gi 


265678755 
al sequenc 


265678744 
quence 


265678740 


465880 467346 Rothi 


ococcaceae 
265678738 


468944 47039 


ptosporang 


265678722 
quence 
; Actinomy 


265678721 
quence 


265678639 
ce 61837 
ales; Micr 


265678627 


6S ribosomal RNA, partial sequence 634924 63640 


ococcineae 
265678626 


6S ribosomal RNA, partial sequence 636453 63793 


ococcineae 
265678623 
sequence 

ae; Actino 


265678620 


artial sequenc 
obacteridae; Actinomyceta 


e; Actinomycet 


e; Actinomycet 


e; Actinomycet 


; Actinomyceta 


e; Actinomycet 


Nesterenkonia lutea 
lutea Bacteria; 


ref|NR_029120.1 
4 Nesterenkonia 


; Micrococcaceae; Nesterenkonia. 
ref|NR_029119.1| Nesterenkonia 
360205 361665 Nesterenkonia 
etales; Micrococcineae; Micrococcaceae; 
ref|NR_029108.1| Agromyces ulmi strain 
ulmi Bacteria; Actinobacteria; 
eae; Agromyces. 
ref|NR_029092.1| Agromyces cerinus 
e 401266 402730 Agromyces 


les; Micrococcineae; 
ref|NR_029090.1| Actinomadura meyerae 
0 Actinomadura meyerae Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_029078.1| Yaniella halotolerans 
0 Yaniella halotolerans Bacteria; 


; Yaniellaceae; Yaniella. 
ref|NR_029075.1| Nesterenkonia 
426041 427535 Nesterenkonia 


ales; Micrococcineae; 
ref|NR_029073.1| Nesterenkonia 
429128 430610 Nesterenkonia 


cetales; Micrococcineae; Micrococcaceae; 
ref|NR_029068.1| Amycolatopsis 
ence 436922 438427 Amycolatopsis 


ales; Pseudonocardineae; 
ref|NR_029060.1| Saccharothrix 
e 449186 450615 Saccharothrix 

ales; Pseudonocardineae; 
ref|NR_029049.1| Amycolatopsis 
459859 461323 Amycolatopsis 


les; Pseudonocardineae; 


ref|NR_029045.1| Rothia amarae strain 
a amarae Bacteria; Actinobacteria; 

; Rothia. 

ref|NR_029043.1| Actinomadura latina 


5 Actinomadura latina Bacteria; 


ineae; Thermomonosporaceae; 
ref|NR_029027.1] Arthrobacter 
493586 495067 Arthrobacter 


cetales; Micrococcineae; Micrococcaceae; 
Arthrobacter 
Arthrobacter 


occineae; 


ref |NR_029026.1 
495118 496571 
ales; Microc 


ref|NR_028944.1| Microbacterium 
1 619715 Microbacterium aerolatum 
ococcineae; Microbacteriaceae; 


ref|NR_028932.1| Knoellia subterranea 
2 Knoellia subterranea Bacteria; 

; Intrasporangiaceae; Knoellia. 

ref |NR_028931.1| Knoellia sinensis 

1 Knoellia sinensis Bacteria; 


; Intrasporangiaceae; Knoellia. 
ref|NR_028928.1| Nesterenkonia 
641107 642573 Nesterenkonia 


mycetales; Micrococcineae; 


ref|NR_028925.1] Arthrobacter roseus 


645783 647259 Arthrobacter roseus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


28810 
CMS 


28810 


28810 


Pseudonocardineae; 


28810 


Bacteria_16S 
760r 16S ribo 
Actinobacteridae; 


647647 647596 1 


716762 716723 14 


bosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 
paurometabolica s 


739858 739807 1 


50 gi 


somal RNA, partial sequence 647310 648789 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae; 
Bacteria_16S 
strain B43 16S ri 
Proteobacteria; 


52 gi 


50 gi 


716437 71796 


265678619 


265678570 


265678554 


train YIM 90007 16S ribosomal RNA, partial sequence 


8 Enterobacter 
Enterobacteriaceae; 


ref |NR_028924.1 
Kocuria. 


ref|NR_028875.1 


ref|NR_028858.1 


739522 


Kocuria polaris strain 


ia polaris Bacteria; Actinobacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 
Enterobacter. 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Acinetobacter. 


28810 


28810 


28810 
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28810 
DSM 


28810 
DSM 
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Bacteria_16S 
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Bacteria_16S 
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Bacteria_16S 


Bacteria_16S 
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Bacteria_16S 
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Bacteria_16S 
strain U 16S ribo 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ref 
887783 889225 Saccha 
Pseudonocardineae; 


50 gi 


-1520 16S ribosomal RNA, partial sequence 
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265678486 |ref|NR_028789.1| Geobacillus uzenensis 
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Firmicutes; 


Lactobacillales; 


Carnobacteriaceae; Allofustis. 


28810 Bacteria_16S 1221475 1221424 1 50 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

28810 Bacteria_16S 1233656 1233605 1 50 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

28810 Bacteria_16S 1245773 1245722 1 50 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
28810 Bacteria_16S 1254671 1254620 1 50 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

28810 Bacteria_16S 1260715 1260665 1 50 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

28810 Bacteria_16S 1280136 1280085 1 50 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

28810 Bacteria_16S 1325798 1325747 1 50 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

28810 Bacteria_16S 1333477 1333426 1 50 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

28810 Bacteria_16S 1401426 1401375 1 50 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

28810 Bacteria_16S 1416414 1416363 1 50 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

28810 Bacteria_16S 1420985 1420934 1 50 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

28810 Bacteria_16S 1453218 1453167 1 50 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

28810 Bacteria_16S 1460633 1460582 1 50 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

28810 Bacteria_16S 1501487 1501436 1 50 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

28810 Bacteria_16S 1520976 1520925 1 50 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

28810 Bacteria_16S 1527138 1527087 1 50 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

28810 Bacteria_16S 1530150 1530099 1 50 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

28810 Bacteria_16S 1534685 1534634 1 50 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

28810 Bacteria_16S 1536194 1536143 1 50 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

28810 Bacteria_16S 1537756 1537705 1 50 gi|219857377|ref|NR_024965.1| Saccharothrix 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 


1537426 1538935 Saccharothrix 
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Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
28810 Bacteria_16S 1604639 1604588 1 50 gi|219878474|ref|NR_025613.1 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
28810 Bacteria_16S 1606180 1606129 1 50 gi|219878472|ref|NR_025611.1 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 160731 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 

28810 Bacteria_16S 1631754 1631703 1 50 gi| 219878455 |ref|NR_025594.1 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Amycolatopsis. 

28810 Bacteria_16S 1697395 1697344 1 50 gi| 219878409 |ref|NR_025548.1 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

28810 Bacteria_16S 1744704 1744653 1 50 gi| 219878377 |ref|NR_025516.1 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Strept 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

28810 Bacteria_16S 1746185 1746134 1 50 gi|219878376|ref|NR_025515.1 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 174730 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Thermomonosporaceae; Actinomadura. 

28810 Bacteria_16S 1780996 1780945 1 50 gi| 219878349 |ref|NR_025488.1 


strain 4-0 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
28810 Bacteria_16S 1788354 1788303 1 50 gi| 219878343 |ref|NR_025482.1 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 178951 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankine 
Blastococcus. 

28810 Bacteria_16S 1799045 1798994 1 50 gi| 219878336 |ref|NR_025475.1 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 180016 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 
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bacterium. 


ref|NR_025462.1 


occineae; Microbacteriac 


1820558 1820507 1 50 


gi 


219878322 


Amycolatopsis 
4 1564361 Amycolatopsis 
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28810 Bacteria_16S 1822090 1822039 1 50 gi|219878321|ref|NR_025460.1| Agreia pratensis 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

28810 Bacteria_16S 1870780 1870729 1 50 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

28810 Bacteria_16S 1873866 1873815 1 50 gi| 219878285 |ref|NR_025424.1] Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

28810 Bacteria_16S 1886249 1886198 1 50 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 

28810 Bacteria_16S 1900106 1900055 1 50 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

28810 Bacteria_16S 1925506 1925455 1 50 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

28810 Bacteria_16S 1948389 1948338 1 50 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

28810 Bacteria_16S 1957396 1957345 1 50 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

28810 Bacteria_16S 1958945 1958894 1 50 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

28810 Bacteria_16S 2031984 2031933 1 50 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

28810 Bacteria_16S 2035073 2035022 1 50 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

28810 Bacteria_16S 2065830 2065779 1 50 gi|219878146|ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
28810 Bacteria_16S 2099452 2099401 1 50 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

28810 Bacteria_16S 2149498 2149447 1 50 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
28810 Bacteria_16S 2194918 2194867 1 50 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

28810 Bacteria_16S 2228203 2228152 1 50 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

28810 Bacteria_16S 2266474 2266423 1 50 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

28810 Bacteria_16S 2310406 2310355 1 50 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

28810 Bacteria_16S 2311927 2311876 1 50 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

28810 Bacteria_16S 2346623 2346572 1 50 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

28810 Bacteria_16S 2348132 2348081 1 50 gi|219857495|ref|NR_025083.1| Arthrobacter 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 


2347826 234928 


4 Arthrobacter 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


28810 Bacteria_16S 


2360308 2360257 1 


50 


strain K265 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28810 Bacteria_16S 


2361832 2361781 1 


50 


strain K300 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28810 Bacteria_16S 
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2361525 23629 


gi|219857417 


gi] 219857415 


sequence 
Thermoactinomycetaceae; 


ref 


ref 


Mi 
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NR_025003.1 
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psychrolactophilu 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


28810 
strain DNP505 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
28810 Bacteria_16S 2516428 2516377 1 50 gi|219857366|ref|NR_024954.1 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 251756 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
Micrococcaceae; Arthrobacter. 

28810 Bacteria_16S 2604493 2604454 14 52 gi| 219857265 |ref|NR_024896.1 


strain P925 16S r 


28810 
thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 
28810 
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erythreum strain 
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Bacteria; Actinob 
Saccharopolyspora 
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spinosa strain DS 
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gi 
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ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

2612242 2612191 1 


50 gi 


2658028 2657977 1 50 gi 
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a; Actinobacteria; Actinobacteridae; Act 
Aeromicrobium. 
2666884 2666833 1 50 gi 
43856 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 
2668402 2668351 1 50 gi 
M 44228 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Actin 
e; Saccharopolyspora. 


2677509 2677458 1 50 


219857385 
2496307 24977 
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Proteobacteria; Gammaproteobacteria; Pasteurellales; Past 


Bacteria_16S 219857259 


Actinomycetales; 
219857257 
16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Bacteria_16S 


219857218 


219857212 


219857211 
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idae; Actinomycetales; M 
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eurellaceae; Mannheimia. 
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gi 
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sendaiensis strai 


sendaiensis Bacteria; 
28810 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

Bacteria_16S 2722504 2722453 1 50 gi|219857173|ref|NR_024801.1 

pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyc 
Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

Bacteria_16S 2728683 2728632 1 50 gi|219857168|ref|NR_024796.1 

n NTAP-1 16S ribosomal RNA, partial sequence 2728379 272981 

Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacill 

Bacteria_16S 2745055 2745004 1 50 gi|219857157|ref|NR_024785.1 
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50 
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gi|219857155 
2747544 27488 


gi| 219857127 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
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strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 28410 
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50 
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50 


train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 
Mycetocola. 
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16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


50 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
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Micr 
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Agromyces luteolus 


12 Agromyces luteolus Bacteria; 
Microbacteriac 
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2939058 2940528 Lentzea albida Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
28810 Bacteria_16S 2986467 2986416 1 50 gi|219846932|ref|NR_026524.1 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 298615 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Nocardiaceae; Rhodococcus. 

28810 Bacteria_16S 3000198 3000147 1 50 gi|219846923|ref|NR_026515.1 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

28810 Bacteria_16S 3001765 3001714 1 50 gi|219846922|ref|NR_026514.1 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

28810 Bacteria_16S 3006303 3006252 1 50 gi|219846919|ref|NR_026511.1 
strain 801 16S ribosomal RNA, partial sequence 3005987 30074 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
28810 Bacteria_16S 3010713 3010662 1 50 gi|219846916|ref|NR_026508.1 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 301189 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Franki 
Geodermatophilaceae; Modestobacter. 

28810 Bacteria_16S 3012271 30122201 50 gi|219846915|ref|NR_026507.1 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 301344 


Nocardioidaceae; 
28810 


28810 


Bacteria_16S 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Marmoricola. 
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strain I50 16S ribosomal RNA, partial sequence 3030089 30315 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
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28810 Bacteria_16S 3098453 3098402 1 50 gi| 219846856 |ref 
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28810 Bacteria_16S 3114928 3114877 1 50 gi|219846845|ref 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Microbacterium. 
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oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 3 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneur 
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NR_026432.1 


Ammoniphilus 


oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


28810 
strain HK1 0089 1 


Bacteria_16S 


3132894 3132843 1 50 gi 


219846833 


6S ribosomal RNA, partial sequence 3132587 31340 


ref|NR_026425.1| Demetria terragena 
43 Demetria terragena Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

28810 Bacteria_16S 3149475 3149424 11 60 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
28810 Bacteria_16S 3246779 3246728 1 50 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

28810 Bacteria_16S 3252686 3252635 1 50 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

28810 Bacteria_16S 3254184 3254133 1 50 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

28810 Bacteria_16S 3351383 3351332 1 50 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
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ococcineae 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


oc 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino 


’ 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846598 


nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 


tial seq 


occineae; 


Actinomycet 


38 Agrococcus jenensis Bacteria; 

; Microbacteriaceae; Agrococcus. 

ref|NR_026266.1| Verrucomicrobium 
3363492 3364983 Verrucomicrobium 

obiales; Verrucomicrobiaceae; 


ref 
nce 


NR_026244.1| Meiothermus 

3389244 3390664 Meiothermus 
s; Thermaceae; Meiothermus. 
ref|NR_026237.1] Arthrobacter sulfureus 
13 Arthrobacter sulfureus Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026236.1] Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026235.1| Arthrobacter ilicis 
85 Arthrobacter ilicis Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 
uence 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


, 


’ 


v 


ref|NR_026200.1| Micrococcus lylae 
11 Micrococcus lylae Bacteria; 

; Micrococcaceae; Micrococcus. 
ref|NR_026199.1| Kocuria kristinae 
36 Kocuria kristinae Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026198.1| Arthrobacter agilis 
68 Arthrobacter agilis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026197.1| Nesterenkonia halobia 
69 Nesterenkonia halobia Bacteria; 

; Micrococcaceae; Nesterenkonia. 
ref|NR_026195.1] Arthrobacter 

e 3458220 3459692 Arthrobacter 

ales; Micrococcineae; 


’ 


’ 


Arthrobacter 
0 Arthrobacter 
coccineae; 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 
ref|NR_026193.1] Arthrobacter ramosus 
33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 
omycetales; Micrococcineae; 


’ 


ref|NR_026191.1] Arthrobacter pascens 
79 Arthrobacter pascens Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026190.1] Arthrobacter 


3465830 3467301 Arthrobacter 


’ 


nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 

28810 Bacteria_16S 3467680 3467629 1 50 gi| 219846597 |ref|NR_026189.1 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 346735 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
Micrococcaceae; Arthrobacter. 

28810 Bacteria_16S 3469206 3469155 1 50 gi| 219846596 |ref|NR_026188.1 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
28810 Bacteria_16S 3470724 3470673 1 50 gi| 219846595 |ref|NR_026187.1 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 347186 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

28810 Bacteria_16S 3472234 3472183 1 50 gi|219846594|ref|NR_026186.1 


strain DSM 43205 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
28810 Bacteria_16S 3475292 34752411 50 gi| 219846592 |ref|NR_026184.1 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
28810 Bacteria_16S 3476819 3476768 1 50 gi|219846591|ref|NR_026183.1 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 347797 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

28810 Bacteria_16S 3503939 3503888 1 50 gi| 219846573 |ref|NR_026165.1 


strain DSM 43045 


28810 
strain DSM 20145 


oc 


3505471 3505420 1 50 gi 


16S ribosomal RNA, partial sequence 3471913 34733 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


crobacteriac 
NR_026164.1 


occineae; Mi 


ref 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 
28810 Bacteria_16S 3506988 3506937 1 50 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

28810 Bacteria_16S 3508509 3508458 1 50 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

28810 Bacteria_16S 3510031 3509980 1 50 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

28810 Bacteria_16S 3511553 3511502 1 50 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

28810 Bacteria_16S 3513075 3513024 1 50 gi|219846567|ref|NR_026159.1| Rathayibacter rathayi 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
28810 Bacteria_16S 3514599 3514548 1 50 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
28810 Bacteria_16S 3516121 3516070 1 50 gi|219846565|ref|NR_026157.1| Curtobacterium luteum 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
28810 Bacteria_16S 3517643 3517592 1 50 gi|219846564|ref|NR_026156.1| Curtobacterium citreum 


strain DSM 20528 16S ribo 
Actinobacteria; Actinobac 
28810 Bacteria_16S 
gregorii strain NCIB 1282 
gregorii Bacteria; Actino 


3523760 3523709 1 


somal RNA, partial sequence 3517327 35187 
teridae; Actinomycetales; Microc 
50 gi| 219846560 
3 16S ribosomal RNA, partial sequence 

bacteria; Actinobacteridae; Acti 


occineae 


nomyceta 


98 Curtobacterium citreum Bacteria; 

; Microbacteriaceae; Curtobacterium. 
ref|NR_026152.1] Saccharopolyspora 
3523483 3524884 Saccharopolyspora 
les; Pseudonocardineae; 


a 
Pseudonocardiacea 
28810 
congolense strain 
congolense Bacter 
28810 
dejongeii strain 
Bacteria; Verruco 


Bacteria_16S 


Bacteria_16S 


e; Saccharopolyspora. 

3676077 3676024 1 52 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3709213 3709174 14 52 gi 
FCl 16S ribosomal RNA, partial sequenc 


microbia; Verrucomicrobiae; Verrucomic 


se 
ia 


e 
ro. 


219846453 


219846430 


ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 


quence 
les; Hal 


37089 
biales; 


28810 


Bacteria_16S 


3727239 3727188 1 


50 


gi 


219846416 


ref |NR_026007.1 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Actinomadura macra 


strain FD 25934 16S ribos 
Actinobacteria; Actinobac 
Actinomadura. 
28810 Bacteria_16S 
luteofluorescens strain 0 


3728693 3728642 1 


omal RNA, partial sequence 3726957 37283 
teridae; Actinomycetales; Strept 


50 gi| 219846415 
4745 16S ribosomal RNA, partial sequence 


osporang 


59 Actinomadura 
ineae; Thermomo 


macra Bacteria; 
nosporaceae; 


ref|NR_026006.1| Actinomadura 
3728410 3729818 Actinomadura 


luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; Actinomadura. 


28810 
strain IFO 14679 


Bacteria_16S 


3731606 3731555 1 


50 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
28810 
atramentaria stra 
atramentaria Bact 


Bacteria_16S 


Thermomonosporaceae; 


28810 
thermocisternum s 
thermocisternum B 
28810 
michiganensis sub 


Actinomycetales; 
28810 
aggregatus strain 
Bacteria; Actinob 
Blastococcus. 

28810 
strain JC2056 16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


3733066 3733015 1 


3764368 3764317 1 


Firmicutes; 
3768749 3768698 1 


50 


50 


50 


gi 


16S ribosomal RNA, partial sequence 3731323 37327 


Stre 


gi 


in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Actinomadura. 


gi 


train ST90 16S ribosomal RNA, partial 
Clostridia; 


Clost 
gi 


species tessellarius strain 78181 16S 


219846413 
ptosporang 


219846412 
equence 
; Actinomy 


219846388 
sequence 
ridiales; 

219846385 
ribosomal 


Str 


ref|NR_026004.1 


ineae; Thermomon 
ref|NR_026003.1 

3732782 373419 
cetales; Strepto 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025976.1 
RNA, partial seq 


eptosporangineae; 


Actinomadura coerulea 


31 Actinomadura coerulea Bacteria; 


osporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


3839960 3839909 1 


4049382 40493311 


Micrococcineae; Microbacteriaceae; 


50 


50 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28810 
strain JC1078 16S 


Bacteria_16S 


4053766 4053715 1 


50 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


28810 
alkalitolerans st 
alkalitolerans Ba 


Bacteria_16S 


4058303 4058252 1 


Micrococcaceae; Citricoccus. 


28810 


KMM 


Actinobacteridae; 
28810 
strain CA15-8 16S 


Bacteria_16S 


3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocur 
Actinomycetales; Micrococcineae; Micr 


Bacteria_16S 


4124909 4124858 1 


4199880 4199829 1 


50 


50 


50 


ribosomal RNA, partial sequence 


Cla 
gi 


B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


4049074 40504 


Prop 
gi 


4053509 40549 


Micr 
gi 


rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


4199561 42010 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28810 
algeriensis strai 
algeriensis Bacte 


Bacteria_16S 


Actinosynnemataceae; 


28810 
strain N-3 16S ri 
Firmicutes; 
28810 
nitritigenes stra 
nitritigenes Bact 


Bacteria_16S 


Bacteria_16S 


Thermomonosporaceae; 


28810 
thermobenzoicum s 


Clostridiales; 
28810 
strain SE-32A-C8 


Bacteria_16S 


bosomal RNA, 
Bacillales; 


4210470 4210419 1 


4211990 4211939 1 


Bacillaceae; 
4218116 4218065 1 


4230256 42302051 


50 


50 


complete sequence 
Geobacillus. 


50 


50 


gi 


n SA 233 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Saccharothrix. 


gi 


4211641 42131 


gi 


in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae 
Actinomadura. 


gi 


ubsp. thermosyntrophicum strain TPO 16 


vibacter. 

219846335 
ce 38396 
ales; Fran 


219846187 


ionibacter 
219846184 


ococcineae 
219846181 
ial sequen 
Actino: 


219846133 


ococcaceae 
219846075 


ococcineae 
219846068 
quence 
Actinomyc 


219846067 


219846062 


; Actinomy 


219846048 
S ribosoma 


ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref|NR_025777.1 
53 Nocardioides 
ineae; Nocardioi 
ref|NR_025774.1 
29 Serinicoccus 
; Intrasporangia 
ref|NR_025771.1 
ce 4057969 405944 
mycetales; Micro 


ref |NR_025723.1 
ia marina Bacter 
; Kocuria. 

ref|NR_025665.1 
31 Arthrobacter 
; Micrococcaceae 
ref|NR_025658.1 
4210162 421159 
etales; Pseudono 


ref|NR_025657.1 


ref|NR_025652.1 
4217823 421929 
cetales; Strepto 


ref |NR_025638.1 
1 RNA, partial s 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 

coccineae; 


Kocuria marina strain 
ia; Actinobacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Saccharothrix 

0 Saccharothrix 

cardineae; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Bacteria_16S 


Peptococcaceae; 


3394 3332 1 


Desulfotomaculum. 


60 


gi 


16S ribosomal RNA, partial sequence 3080 


Proteobacteria; Gammaproteobacteria; Legionellales; Leg 


28810 
strain IS 123 16S 


Bacteria_16S 


Bacteria_16S 


Alphaproteobacteria; 


28810 
strain 166 16S ri 


CFN 


Bacteria_16S 


Bacteria_16S 


Alphaproteobacteria; 


28810 
strain DSB MGU 15 


Bacteria_16S 


ribosomal RNA, partia 
Proteobacteria; Alphaproteobacteria; Rh 
28810 
F186 16S ribosomal RNA, partial sequence 


Rhizobiales; 


bosomal RNA, partial s 
Proteobacteria; Alphaproteobacteria; Rh 
28810 
42 16S ribosomal RNA, partial sequence 
Rhizobiales; 


62436 62394 11 
254547 254505 11 


260426 260384 11 


272517 272475 11 


348728 348678 1 


Rhizobiaceae; 


52 


1 sequence 
izobiales; 


52 


254252 255652 Afipi 
Bradyrhizobiaceae; Af 


52 


equence 
izobiales; 


272240 273697 Rhizo 


gi 


62180 


Rhizo 
gi 


gi 


260171 26154 


Rhizo 

52 gi 
Rhizobi 

50 gi 


-6 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28810 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 


Bacteria_16S 


357476 357426 1 


49 


gi 


265679061 
4533 

ionellacea 
265679022 
63541 
biaceae; R 
265678892 


ipia. 
265678887 


biaceae; R 
265678878 


um/Agrobac 

265678825 
34841 

ococcineae 


ref |NR_029369.1 


e; Legionella. 
ref |NR_029330.1 


hizobium/Agrobac 
ref|NR_029200.1 
a broomeae Bacte 


ref|NR_029195.1 
hizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref |NR_029130.1 
2 349877 Agromy 
; Microbacteriac 


265678816 


Legionella erythra 


Legionella erythra Bacteria; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Afipia broomeae strain 
ria; Proteobacteria; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 


ref|NR_029121.1 
357208 


Loktanella 
358614 Loktanella 


hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 
28810 
strain PL7HG1 16S 


Bacteria_16S 


383106 383064 11 
ribosomal RNA, partial sequence 


52 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


28810 
vestfoldensis str 
vestfoldensis Bac 
Loktanella. 

28810 
helgolandensis st 
helgolandensis Ba 
Jannaschia. 

28810 
acidiphila strain 
Bacteria; Proteob 
28810 
aurantiaca strain 
Bacteria; Proteob 
28810 
strain CCBAU 7190 


Bacteria_16S 


ain 


Bacteria_16S 
rain Hel 10 
cteria; 


Bacteria_16S 


B2 


Bacteria_16S 


Bacteria_16S 


teria; 


503171 
R-9477 
Prot 


503121 1 
eobacteria; 


571761 571711 1 
16S riboso 


Pro 


649131 
16S ribosomal RNA, 


acteria; Alphaproteoba 
697394 697352 11 
CB-R 16S ribosomal RN. 
acteria; Alphaproteoba 
793870 793828 11 
B 16S ribosomal RNA, p 


Proteobacteria; Alphaproteobacteria; Rh 


28810 


Bacteria_16S 


824508 824466 11 


34635 16S ribosomal RNA, partial sequen 


Alphaproteobacter 
28810 


ia; 


Bacteria_16S 


Rhizobiales; 


34614 16S ribosomal RNA, partial sequen 


Alphaproteobacter 
28810 
yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 

28810 
strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 

28810 
geysericola strai 
geysericola Bacte 
28810 


ia; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ria; 


Bacteria_16S 


Rhizobiales; Brady 


870116 870074 11 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


885042 884992 1 


977443 977401 11 
n GC-42 16S ribosomal 


Chloroflexi; Herp 


1024922 1024880 11 


strain SH22623 16S ribosomal RNA, parti 
Proteobacteria; Alphaproteobacteria; Rh 


28810 


Bacteria_16S 


1056901 1056859 11 


rhenobacensis strain Klemme Rb 16S ribo 


rhenobacensis Bacteria; 


Rhodopseudomonas. 
28810 
strain W1-2B 16S 


28810 
temperatum strain 
temperatum Bacter 
28810 
hamburgensis stra 
Bacteria; Proteob 
28810 
HTCC2155 strain H 
HTCC2155 Bacteria 
28810 
turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 
28810 
silvestris strain 
Bacteria; Proteob 
28810 
strain M1063U/93 
Proteobacteria; 
28810 


G 


Bacteria_16S 


ia; 


Bacteria_16S 


Bacteria_16S 


, 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Proteobacteria; 


1069004 1068962 11 
ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; Ca 
Bacteria_16S 1242723 1242681 11 


SDW 018 16S ribosomal 


Proteobacteria; Al 


1365158 1365116 11 
in X14 16S ribosomal R 
acteria; Alphaproteoba 
1371357 1371315 11 
TCC2155 16S ribosomal 
Lentisphaerae; Lenti 
1377464 1377422 11 
7902 16S ribosomal RNA, partial sequen 
acteria; 


Gammaproteoba 


1380391 1380349 11 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


1430293 1430243 1 


1444185 1444135 1 


649089 11 


Brady 
826010 825968 11 


49 gi 


16S ribosomal RNA, partial 


Alphaproteobact 


49 gi 
mal RNA, partial 


teobacteria; Alphaproteobac 


52 gi 
partial sequenc 
cteria; Rhizobia 
52 gi 
A, partial seque 
cteria; Caulobac 
52 gi 
artial sequence 
izobiales; Rhizo 
52 gi 
ce 
rhizobiaceae; 
52 


Bo 
gi 
ce 
rhizobiaceae; 
52 


Bo 
gi 


49 gi 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


52 gi 
RNA, partial seq 
etosiphonales; H 
52 gi 
al sequence 
izobiales; Rhizo 
52 gi 
somal RNA, parti 
Alphaproteobact 


52 
sequence 
ulobacterales; C 

52 gi 
RNA, partial se 
phaproteobacteri 
52 gi 
NA, partial sequ 
cteria; Rhizobia 
52 gi 
RNA, partial seq 
sphaerales; Lent 
52 gi 


gi 


cteria; Alteromo 


52 gi 


49 gi 


16S ribosomal RNA, partial sequence 1429972 14314 
ammaproteobacteria; Pasteurellales; Pa 


49 gi 


382807 38428 


824212 825662 Bosea 


825713 827158 Bosea 


1024681 10260 


1068707 10701 


265678799 


rhizobiace 
265678716 
sequence 

eria; Rhod 


265678671 
sequence 
teria; Rho 


265678618 
e 64884 
les; Beije 
265678584 
nce 69711 
terales; C 
265678516 

79361 
biaceae; R 
265678496 


sea. 
265678495 


sea. 
265678465 
uence 
ria; Rhizo 
265678454 
88470 
ales; Micr 
265678392 
uence 
erpetosiph 
265678361 


biaceae; R 
265678339 
al sequenc 
eria; Rhiz 


265678331 


aulobacter 
219878114 
quence 

a; Rhizobi 
228719040 
ence 13648 
les; Brady 
228718145 
uence 
isphaerace 
228717562 
ce 13771 
nadales; A 


228717274 
ce 13801 
les; Beije 
224581435 


steurellac 
224581424 


ref|NR_029104.1 
ae; Bradyrhizobi 
ref|NR_029021.1 

502862 504310 
obacterales; Rho 


ref|NR_028976.1 
571472 572837 
dobacterales; Rh 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028799.1 
vestrisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


, 


ref |NR_028768.1 
869838 871263 
biales; Bradyrhi 


ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028694.1 

977181 978580 
onaceae; Herpeto 
ref |NR_028663.1 


hizobium/Agrobac 
ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundi 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027571.1 

1371035 137251 
ae; Lentisphaer 
ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027217.1 


eae; Phocoenobac 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Thalassobacter. 


a. 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Loktanella 
Loktanella 
dobacteraceae; 


Jannaschia 
Jannaschia 
odobacteraceae; 


Methylocapsa 

ocapsa acidiphila 

hylocapsa. 

Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Rhizobium loessense 

ium loessense Bacteria; 

terium group; Rhizobium. 
Bosea vestrisii strain 

ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Herpetosiphon 
Herpetosiphon 

siphon. 
Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Rhodopseudomonas 

7 Rhodopseudomonas 

izobiaceae; 


Brevundimonas nasdae 
nasdae Bacteria; 


monas. 


Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 
Lentisphaera araneosa 
2 Lentisphaera araneosa 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Methylocella 

ocella silvestris BL2 
hylocella. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Thalassobacter 


ref |NR_027205.1 
1443876 144534 


0 Thalassobacter 


28810 
tianshanense stra 
tianshanense Bact 
Mesorhizobium. 
28810 
strain SO2 16S ri 


Proteobacteria; Alphaproteobacteria; Rh 
Bacteria_16S 


28810 
faecalis strain g 
Bacteria; Proteob 
28810 
americanum strain 
americanum Bacter 
Sinorhizobium/Ens 
28810 
fryxellensis stra 
fryxellensis Bact 
Loktanella. 

28810 
strain T4 16S rib 
Proteobacteria; A 
28810 
strain R-8904 16S 
Proteobacteria; A 
28810 
strain 95Al 16S r 
Proteobacteria; G 
28810 
strain ATCC 15257 
Bacteria; Proteob 
28810 
strain ATCC 15253 
Proteobacteria; A 
28810 
nitritireducens s 
nitritireducens B 
Stenotrophomonas. 
28810 
strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 

28810 
34632 16S ribosom 
Alphaproteobacter 
28810 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1484997 1484955 11 
in A-1BS 16S ribosomal 
eria; Proteobacteria; 


52 gi 
RNA, partial se 
Alphaproteobacte 


1486514 1486472 11 
bosomal RNA, partial s 


52 
equence 
izobiales; Rhizo 
1572310 1572268 11 52 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1579898 1579856 11 52 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 

1612081 1612031 1 49 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


gi 


1628705 1628663 11 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Beije 
1711131 1711081 1 49 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1961995 1961945 1 49 gi 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
2021557 2021515 11 52 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023046 2023004 11 52 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
2042809 2042747 1 60 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


52 gi 


2244852 2244810 11 52 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


2301207 2301165 11 

al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
2317924 2317862 1 60 gi 


52 gi 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 
28810 
acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 
28810 
strain AN1 16S ri 
Proteobacteria; A 
28810 
subterraneus stra 
Bacteria; Proteob 
28810 
thermophila strai 
thermophila Bacte 
Hydrogenimonas. 

28810 
strain ATCC 12775 
Proteobacteria; G 
28810 
carboxydohydrogen 
carboxydohydrogen 
28810 
japonensis strain 
Bacteria; Proteob 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; Gammaproteobacteria; Xanthomo 
2319516 2319454 1 60 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2567609 2567567 11 52 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
2674543 2674481 1 60 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
2707578 2707508 1 67 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


gi 


2855319 2855269 1 49 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2859945 2859903 11 52 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2922936 2922874 1 60 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 


28810 


Bacteria_16S 


2933337 2933287 1 49 gi 


1486230 14876 


1628419 16298 


1710844 17122 


1961654 19631 


2300928 2302353 Afipi 


2567339 25687 


219857250 
quence 
ria; Rhizo 


219857235 


biaceae; R 
219857383 
15720 
les; Brady 
219878491 
sequence 

a; Rhizobi 


219878468 
1 sequence 
ria; Rhodo 


219878457 


rinckiacea 
219878400 


hodobacter 
219878220 


steurellac 
219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
219878166 
quence 
cteria; Xa 
219857569 
22445 
Rhizo 


les; 


219857529 


ipia. 

219857517 
ence 23175 
nadales; X 
219857516 
sequence 
teria; Xan 


219857289 


rhizobiace 
219857206 
ence 26742 
ry 
219857183 
sequence 
eria; Camp 


219856887 

28549 
Enterobac 
219856884 
artial seq 
obacteria; 
219856841 
nce 29226 
nadales; X 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_024971.1| Rhodopseudomonas 
32 1573475 Rhodopseudomonas faecalis 
rhizobiaceae; Rhodopseudomonas. 
ref|NR_025251.1| Sinorhizobium 

1579624 1581060 Sinorhizobium 
ales; Rhizobiaceae; 


, 


Loktanella 
8 Loktanella 
obacteraceae; 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref|NR_025596.1] Methylocella tundrae 
34 Methylocella tundrae Bacteria; 
e; Methylocella. 
ref|NR_025539.1| Loktanella salsilacus 
58 Loktanella salsilacus Bacteria; 
aceae; Loktanella. 
ref|NR_025359.1| Pasteurella skyensis 
86 Pasteurella skyensis Bacteria; 
eae; Pasteurella 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


ref 
a bi 


NR_025117.1 
rgiae Bacter 


Afipia birgiae strain 
ia; Proteobacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 


ref|NR_024920.1| Nitrobacter alkalicus 
17 Nitrobacter alkalicus Bacteria; 

ae; Nitrobacter 
ref |NR_024834.1 
15 2675666 Thioba 


Thiobacter 
cter subterraneus 


ref|NR_024811.1 
2707242 270866 
ylobacterales; H 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Pseudomonas flectens 
monas flectens Bacteria; 


ref |NR_024706.1 
85 2856506 Pseudo 
teriaceae. 

ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref |NR_024660.1 
17 2924080 Pseudo 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Pseudoxanthomonas 
xanthomonas japonensis 
anthomonadaceae; Pseudoxanthomonas. 


219856834 


jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 


ref|NR_024653.1| Marinobacterium 
2933018 2934480 Marinobacterium 


jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacterium. 
28810 Bacteria_16S 
strain LS-13 16S 
Proteobacteria; 
28810 Bacteria_16S 


larrymoorei strain AF3. 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; 


2991042 2990980 1 


2994006 2993964 11 
10 16S ribosomal 


Rhizobium/Agrobacterium group; Agrobacterium. 


28810 Bacteria_16S 


amylolytica strain DSM 2873 16S ribosomal RNA, partial 
Proteobacteria; 


amylolytica Bacteria; 
Succinimonas. 
28810 Bacteria_16S 

strain K 16S ribosomal 


Proteobacteria; Alphaproteobacteria; Rh 


28810 Bacteria_16S 
strain ORS 992 16 


28810 Bacteria_16S 


strain N2 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


28810 Bacteria_16S 
capsulatus strain 
Bacteria; 
28810 Bacteria_16S 
aggregatus strain 
aggregatus Bacteria; 
28810 Bacteria_16S 
strain LMG 7837 1 


216 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria 


6S ribosomal RNA, part 


3057899 3057857 11 


3071298 3071256 11 


RNA, partial sequence 3071024 3072416 Methy 
izobiales; Beijerinckiacea 


3075766 3075724 11 
3107386 3107336 1 
complete sequenc 
3577171 3577129 11 


3578635 3578593 11 


3603270 3603228 11 


Proteobacteria; Alphaproteobacteria; Rhizobia 


Sinorhizobium. 
28810 Bacteria_16S 
strain USDA 1844 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


28810 Bacteria_16S 


tamworthensis strain Benl03 16S ribosomal RNA, partial 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Amaricoccus. 
28810 Bacteria_16S 


3645518 3645476 11 


3654705 3654655 1 


3656171 3656129 11 


60 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


52 


RNA, partial sequence 


52 


Gammaproteobacteria; 


52 


52 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


49 
e 


52 


complete sequence 
; Rhizobiales; 


52 


IFAM 1003 16S ribosomal RNA, partial 


Proteobacteria; Alphaproteobacteria; 


52 


ial sequence 3602996 36044 
Rhizobiaceae; 


les; 


52 


16S ribosomal RNA, partial sequence 3645244 36466 


49 


52 


strain H152 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


28810 Bacteria_16S 
arcticus strain 2 
Bacteria; 
28810 Bacteria_16S 


verrucosospora strain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 
Actinomadura. 


Thermomonosporaceae; 
28810 Bacteria_16S 
strain UPM-Ca7 16 


3682153 3682103 1 


3724314 3724272 9 


3800427 3800385 11 


S ribosomal RNA, partial seq 


Proteobacteria; Alphaproteobacteria; Rhizobia 


28810 Bacteria_16S 


oligotrophica strain S58 16S ribosomal 
oligotrophica Bacteria; 


28810 Bacteria_16S 


3911828 3911786 11 


Proteobacteria; 
3941804 3941762 11 


strain OP 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rh 


28810 Bacteria_16S 


strain PW2 16S ribosomal RNA, partial sequenc 


Proteobacteria; Alphaproteobacteria; Rh 


28810 Bacteria_16S 


strain KLB 16S ribosomal RNA, partial sequenc 


Proteobacteria; Alphaproteobacteria; Rh 


28810 Bacteria_16S 


strain 101 16S ribosomal RNA, partial sequenc 


Proteobacteria; Alphaproteobacteria; Rh 


28810 Bacteria_16S 
strain NZP 2213 1 


Proteobacteria; Alphaproteobacteria; Rhizobia 


28810 Bacteria_16S 


49 


38 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


50 


52 
uence 
les; 
52 


RNA, partial sequence 
Alphaproteobacteria; 


52 


odospirillales; Acetobacte 

3944724 3944682 11 52 gi| 219846262 
e 3944448 39458 

odospirillales; Acetobacte 

3947650 3947608 11 52 gi|219846260 
e 3947368 39487 

odospirillales; Acetobacte 

3949107 3949065 11 52 gi| 219846259 
e 3948831 39502 

odospirillales; Acetobacte 

3967135 3967093 11 52 gi|219846247 
6S ribosomal RNA, complete sequence 3966839 39683 
les; Phyllobacteriac 

3980035 3979993 11 52 gi| 219846238 


Phyllobacteriac 


gi| 219846929 
2990709 29921 


gi|219846927 
Rhizob 
219846883 


sequence 
Aeromo 


gi 


gi|219846874 


gi|219846871 
3075492 30769 
R 
gi|219846850 
3107102 31085 


219846524 
35769 
Brady 
219846523 
sequence 
Rhizobi 
219846504 


gi 


gi 


gi 
Ss 


gi|219846474 
R 
219846468 
sequence 
Rhod 


gi 


gi|219846467 
3655877 36573 
R 
219846449 
36818 
R 
219846418 
sequence 

Actino: 


gi 


gi 


gi|219846362 
3800153 38015 
gi|219846286 
Rhiz 
gi|219846264 
3941522 39429 


ref|NR_026521.1 
58 Fluoribacter 
e; 
ref|NR_026519.1 

2993732 29951 
iales; 


ref|NR_026475.1 

3057592 30590 
nadales; 
ref |NR_026466.1 
e} 
ref |NR_026463.1 
24 Rhizobium und 


ref |NR_026442.1 
15 Rhodovulum ro 
aceae; 
ref|NR_026116.1 


rhizobiaceae; 
ref|NR_026115.1 

3578376 35797 
ales; 
ref|NR_026096.1 
32 Sinorhizobium 


ref|NR_026066.1 
64 Rhizobium mon 


ref|NR_026060.1 
3654403 36558 
obacterales; 


ref|NR_026059.1 
53 Rhizobium gia 


ref|NR_026040.1 


ref|NR_026009.1 
3724040 37254 
mycetales; 


ref|NR_025953.1 
75 Mesorhizobium 
eae; 
ref|NR_025876.1 
3911550 39128 
obiales; 
ref|NR_025854.1 
34 Acidiphilium 
ref|NR_025852.1 
raceae; 
ref|NR_025850.1 
80 Acidiphilium 


ref |NR_025849.1 
36 Acidocella am 
raceae; 
ref |NR_025837.1 
15 Mesorhizobium 
eae; 


ref |NR_025828.1 


Fluoribacter. 
6 


Rhizobiaceae; 


5 
Succinivibrionaceae; 


8 
Bradyrhizobiaceae; 


inorhizobium/Ens 


2 
Rhodobacteraceae; 


5 
Streptosporangineae; 


5 
Bradyrhizobiaceae; Agromonas. 


Acidocel 


Fluoribacter gormanii 
gormanii Bacteria; 


Agrobacterium 
8 Agrobacterium 


Succinimonas 
3 Succinimonas 


Methylocella palustris 


locella palustris Bacteria; 
Methylocella. 


Rhizobium undicola 
icola Bacteria; 


hizobium/Agrobacterium group; Rhizobium. 


Rhodovulum robiginosum 
biginosum Bacteria; 


Rhodovulum. 


Blastobacter 


05 3578325 Blastobacter capsulatus 
Blastobacter. 


Blastobacter 
9 Blastobacter 
Blastobacter. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Rhizobium mongolense 
golense Bacteria; 


hizobium/Agrobacterium group; Rhizobium. 


Amaricoccus 
6 Amaricoccus 


Rhizobium giardinii 
rdinii Bacteria; 


hizobium/Agrobacterium group; Rhizobium. 


Octadecabacter 


64 3683252 Octadecabacter arcticus 
hodobacteraceae; 


Octadecabacter. 
Actinomadura 
0 Actinomadura 


Mesorhizobium ciceri 
ciceri Bacteria; 


Mesorhizobium. 


Agromonas 
7 Agromonas 


Acidiphilium rubrum 
rubrum Bacteria; 


raceae; Acidiphilium. 


Acidocella facilis 


54 Acidocella facilis Bacteria; 
Acidocel 


la. 
Acidiphilium angustum 
angustum Bacteria; 


raceae; Acidiphilium. 


Acidocella aminolytica 
inolytica Bacteria; 
la. 

Mesorhizobium loti 
loti Bacteria; 


Mesorhizobium. 


Rhizobium galegae 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


28810 Bacteria_16S 4205896 4205850 16 60 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

28810 Bacteria_16S 4222682 4222640 11 52 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

28810 Bacteria_16S 41126 41073 1 52 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

28810 Bacteria_16S 59401 59348 1 52 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

28810 Bacteria_16S 69969 69916 1 52 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

28810 Bacteria_16S 112382 112329 1 52 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

28810 Bacteria_16S 113980 113927 1 52 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

28810 Bacteria_16S 124681 124628 1 52 gi| 265678979 |ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

28810 Bacteria_16S 141412 141359 1 52 gi|265678968|ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

28810 Bacteria_16S 142895 142842 1 52 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

28810 Bacteria_16S 167390 167337 1 52 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

28810 Bacteria_16S 168914 168861 1 52 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

28810 Bacteria_16S 170390 170337 1 52 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

28810 Bacteria_16S 171900 171847 1 52 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

28810 Bacteria_16S 173408 173355 1 52 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

28810 Bacteria_16S 174916 174863 1 52 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

28810 Bacteria_16S 176402 176349 1 52 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

28810 Bacteria_16S 1779100 177857 1 52 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

28810 Bacteria_16S 199322 199269 1 52 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

28810 Bacteria_16S 202428 202375 1 52 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

28810 Bacteria_16S 244051 243998 1 52 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 


strain LC 1 16S r 
Firmicutes; Clost 
28810 


Bacteria_16S 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 


243690 24511 


Megasphae 


280089 280036 1 52 gi 


5 Megasphaera elsdenii Bacteria; 
ra. 


265678873 


sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 


sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; 


Geobacter. 


Des 


ref|NR_029179.1] Geobacter 
279814 281221 Geobacter 
ulfuromonadales; Geobacteraceae; 


28810 


strain Illinois 1 


Bacteria_16S 


305968 305915 1 


52 gi 


6S ribosomal RNA, partial sequence 305640 30713 


265678856 


ref 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; 


28810 


strain AIP 354.02 
Firmicutes; 


28810 
69 


28810 


strain CR 16S rib 


28810 


strain ED 11/3LLK 
Aquificae; Aquifi 


28810 


strain 289 16S ri 
Proteobacteria; 


28810 


hydrogeniphilus s 
hydrogeniphilus B 


28810 


rhizophila strain 
Bacteria; 


28810 


40M4T 16S ribosomal RNA, 
Gammaproteobacter 


28810 


strain NVI 88/441 
Proteobacteria; 


28810 


strain NVI 88/478 
Proteobacteria; 


28810 
VR1 


28810 


strain Pull 5.3 1 
Proteobacteria; 


28810 


strain VPI D 75 B 
Firmicutes; 


28810 


strain ATCC 43541 
Firmicutes; 


28810 


strain Kl 16S rib 
Proteobacteria; Deltaproteobacteria; 


28810 


strain CFBP 4188 
Proteobacteria; 


28810 


strain S5b2 16S r 


28810 


lithotrophicum st 
lithotrophicum Ba 


28810 


strain DB21MT-5 1 
Proteobacteria; 


28810 


strain YB1 16S ri 
Proteobacteria; 


28810 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


28810 


strain JT7304 16S 
Proteobacteria; 


28810 


16S ribosomal 
Gammaproteobacter 


16S ribosomal 
Gammaproteobacter 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


16S ribosomal RNA, 
Gammaproteobacteria; 


16S ribosomal RNA, 
Gammaproteobacteria; 


6S ribosomal RNA, 


6S ribo 
Gammapro 


bosomal 


cteria; 


393911 393870 11 


486136 486083 1 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


536640 536587 1 


osomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


603270 603241 1 


Desulfurobacteriaceae 
615548 615495 1 
complete sequen 


620073 620020 1 


638295 638242 1 


644525 644472 1 
complete sequence 


709023 708970 1 
partial 
Vibriona 
710581 710528 1 
partial 
Alteromo 
769279 769226 1 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


790876 790823 1 


827570 827517 1 


Clostridiales; Veillo 
829146 829093 1 


Clostridiales; Veillo 


859426 859373 1 
osomal RNA, partial sequence 
Desulfur 

867066 867013 1 


1002175 1002122 1 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


51 gi 


16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


52 gi 


485792 487320 Vibri 


52 gi 


536318 53780 


16S ribosomal RNA, partial sequence 
cales; 


train AM1116 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Epsilonproteobacteria; 


e-pl0 16S ribosomal RNA, partial sequence 63798 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


ia; Vibrionales; Vibrionaceae; Vibrio. 


265678792 
39362 


265678727 


265678694 


ref 


ref 


ref 


7 Neorickettsia 
Neorickettsia. 


6 394999 Oriba 
Oribacterium. 


2 Caminibacter 
Caminibacter. 


NR_029162.1 


NR_029097.1 


NR_029032.1 


© ponticus Bacteria; 


NR_028999.1 


Neorickettsia risticii 
risticii Bacteria; 


Oribacterium sinus 


cterium sinus Bacteria; 


Vibrio ponticus strain 
Proteobacteria; 


Caminibacter profundus 


profundus Bacteria; 


29 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
602905 604369 Thermovibrio ruber Bacteria; 
; Thermovibrio. 
52 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
ce 615203 616744 Vibrio agarivorans Bacteria; 
Vibrio. 
52 gi| 265678638 |ref|NR_028943.1| Caminibacter 
619766 621178 Caminibacter 
Nautiliales; Nautiliaceae; Caminibacter. 
52 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
2 639478 Stenotrophomonas rhizophila 
anthomonadaceae; Stenotrophomonas. 
52 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
52 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
sequence 708668 710188 Aliivibrio wodanis Bacteria; 
les; Vibrionaceae; Aliivibrio. 
52 gi|265678575|ref|NR_028880.1| Moritella viscosa 
sequence 710239 711741 Moritella viscosa Bacteria; 
nadales; Moritellaceae; Moritella. 
52 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
52 gi|265678518|ref|NR_028821.1| Psychromonas arctica 


complete sequence 790537 79204 
Gammaproteobacteria; Alteromonadales; Psychromona 


52 gi 


-30 16S ribosomal RNA, partial sequenc 
Clostridia; 


16S ribosomal RNA, partial sequence 
Clostridia; 


nellaceae; Selenomon 
52 gi| 265678493 
82878 

nellaceae; Selenomon 
52 gi|265678472 
859076 86059 
omonadales; Geobacte 
52 gi| 265678467 


16S ribosomal RNA, partial sequence 866725 86827 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


52 gi 


1049442 1049413 1 29 gi| 265678345 
rain 17S 16S ribosomal RNA, partial sequence 
cteria; Aquificae; Aquificales; Desulfurobacteri 

1111112 1111059 1 52 gi| 265678301 

somal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; Moritellace 

1135258 1135205 1 52 gi| 253680766 

RNA, partial sequence 1134932 11363 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V 

1144441 1144388 1 52 gi| 253680760 

rain CM3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pse 
1151957 1151904 1 52 gi| 253680755 
ribosomal RNA, partial sequence 1151622 11530 
Gammaproteobacteria; Alteromonadales; Psychromona 
1153374 11533211 52 gi| 253680754 


1001834 10033 


265678494 
e 82720 


265678376 


ref 


as. 
ref 


as. 


ref 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


RR 


ref 


ref 


3  Psychromonas 
dace 


race 


acea 


1049100 105058 


acea Balnearium. 


144133 114556 
udomonadales; Ps 


67 Psychromonas 


dace Psychromonas. 


ae; 
NR_028797.1 


NR_028796.1 


NR_028775.1 


ae; 
NR_028770.1 


e; 


NR_028678.1 


ovibrio. 
NR_028647.1 


e; 


NR_028602.1 


Moritella. 
NR_028014.1 


oO. 


NR_028008.1 


NR_028003.1 


ae; 


NR_028002.1 


arctica Bacteria; 
Psychromonas. 


Selenomonas infelix 


9 828732 Selenomonas infelix Bacteria; 


Selenomonas noxia 


3 830273 Selenomonas noxia Bacteria; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 
Geobacter. 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 
Xanthomonas. 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 
; Az 


Balnearium 
0 Balnearium 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
ibri 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Psychromonas kaikoae 


kaikoae Bacteria; 


Photobacterium indicum 


strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


28810 


strain A431 16S r 
Proteobacteria; 


28810 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


28810 
pv. 
pv. 


28810 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


28810 


strain R7 16S rib 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 

28810 Bacteria_16S 1497065 1497012 1 52 gi|219846665 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S riboso 
1498218 Halanaerobium saccharolyticum subsp. saccharolytic 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

28810 Bacteria_16S 1511979 1511926 1 52 gi| 219878127 


strain 8025 16S r 
Proteobacteria; 


28810 


strain ATCC 35185 
Bacteria; 


28810 
subsp. 
subsp. 
28810 


strain SP1402 16S 
Proteobacteria; 


28810 


strain R-13291 16 
Proteobacteria; 


28810 


CAIM 629 16S ribo 
Gammaproteobacter 


28810 


CAIM 578 16S ribo 
Gammaproteobacter 


28810 


strain DSM 1672 1 
Firmicutes; 


28810 


juglandis str 
juglandis Bac 
Xanthomonas. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


smithia strain AS20/1/1 16S ribosomal RNA, partial 
smithia Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


Clostridia; 


1257703 1257650 1 


1268307 1268254 1 
Proteobacteria; 
1311863 13118101 

Proteobacteria; 
1428759 1428706 1 
Proteobacteria; 


1445703 1445650 1 


1524092 1524039 1 


Clostridia; 
1570817 1570764 1 


Proteobacteria; 


1578428 1578375 1 


1653047 1652994 1 


1657654 1657601 1 


1698925 1698872 1 


1747691 1747638 1 


1756908 1756855 1 


52 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


52 


rain TT4B 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


52 


ain LMG 747 16S ribosomal RNA, partial 


teria; Gammaproteobacteria; 


52 


in USAM 3C 16S ribosomal RNA, partial 


eria; Gammaproteobacteria; 


52 


osomal RNA, partial sequence 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; Pasteurellac 


52 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


52 


Gammaproteobacteria; Aer 


52 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


52 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


52 


somal RNA, partial sequence 1657325 1658829 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


52 


somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


52 


6S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 


52 


strain 2825 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromona 


28810 


Bacteria_16S 


1768877 1768824 1 


52 


strain 525 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


28810 


strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 17774 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


28810 


R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


28810 
LMG 


28810 


15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


28810 


strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


28810 


strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


28810 


Bacteria _16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1776359 1776306 1 


1791467 1791414 1 


1792941 1792888 1 


1794496 1794443 1 


1795981 1795928 1 


1797535 1797482 1 


1849618 1849565 1 


52 


52 


52 


19999 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


52 


52 


52 


52 


1791138 1792572 Vibri 


1794167 1795601 Vibri 


gi|219856813 
1257400 12588 


gi| 219846421 


Des 


228721465 
sequence 


gi 


224581439 
sequence 


gi 


gi|224581423 
1445391 14468 


1511717 15130 


219857527 
15237 


gi 


219878156 
sequenc 


gi 


gi| 219846381 
1578118 15795 


gi|219878439 
1652728 16542 


gi|219878436 


gi|219878408 


gi| 219878375 


gi|219878367 
1756574 17580 


gi|219878358 
1768558 17700 
gi|219878352 
Vv 


gi|219878341 


gi|219878340 
1792623 17941 
V 


gi| 219878339 


gi|219878338 


Vv 


gi|219878337 


Vv 


Xanthomonadales; 


Xanthomonadales; 


ref|NR_024632.1 


ref|NR_026012.1 
1267974 126947 
ulfuromonadales; 


ref |NR_027606.1 
1311542 131304 


ref|NR_027221.1 
1428427 142992 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_026257.1 
mal RNA, complet 
um Bacteria; Fir 
ref|NR_025266.1 
eae; Histophilus 
ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref |NR_025972.1 


aceae; Pseudomon 
ref|NR_025578.1 


aceae; Thermomon 
ref|NR_025575.1 
o fortis Bacteri 


ref|NR_025547.1 
© pomeroyi Bacte 


ref|NR_025514.1 


ref|NR_025506.1 
69 Psychromonas 
daceae; Psychrom 
ref|NR_025497.1 


Nautilia. 
ref|NR_025491.1 


ibrio. 
ref |NR_025480.1 


o chagasii Bacte 


ref|NR_025479.1 


ibrio. 
ref|NR_025478.1 
o xuii Bacteria; 
ref|NR_025477.1 


ibrio. 
ref|NR_025476.1 


ibrio. 


gi|219878302 


haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 
Vibrio. 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


Xanthomonadaceae; 


Lysobacter 
1 Lysobacter 


Xanthomonadaceae; 


Psychrobacter arenosus 
arenosus Bacteria; 


Ks 

Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Histophilus somni 


77 Histophilus somni Bacteria; 


Selenomonas sputigena 
monas sputigena 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Vibrio fortis strain 
a; Proteobacteria; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
Megamonas. 


Psychromonas profunda 


profunda Bacteria; 


onas. 
Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


ref|NR_025441.1 
1849299 185079 


Thermomonas 
8 Thermomonas 


haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Thermomonas. 
28810 Bacteria_16S 


1930134 1930081 1 


52 


strain 2693 16S ribosomal RNA, partial sequence 


Proteobacteria; 


28810 Bacteria_16S 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequen 
denitrificans Bacteria; 


Thiobacillus. 
28810 Bacteria_16S 
strain Cm al3 16S 
Proteobacteria; 


28810 Bacteria_16S 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


lanuginosus Bacteria; 
Chondromyces. 
28810 Bacteria_16S 
apiculatus strain 


Chondromyces. 
28810 Bacteria_16S 
strain LMG 317541 
Proteobacteria; 


28810 Bacteria_16S 


broegbernensis strain B1616/1 16S ribosomal RNA, partial 
broegbernensis Bacteria; 


Pseudoxanthomonas. 
28810 Bacteria_16S 


thermolithotrophum strain BSA 16S ribosomal RNA, partial 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobac 


28810 Bacteria_16S 
strain KMM 3582 1 
Proteobacteria; 
28810 Bacteria_16S 
limimaris strain 
Bacteria; 


28810 Bacteria_16S 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequ 
- pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 


salmonicida subsp 
Aeromonadaceae; 
28810 Bacteria_16S 


burkinensis strain HDv 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Bacteria; 


28810 Bacteria_16S 


1963562 1963509 1 
Proteobacteria; 


1981779 1981726 1 


1983364 19833111 


Proteobacteria; 


1984948 1984895 1 


2026100 2026047 1 


2041251 2041198 1 
Proteobacteria; 


2087371 2087342 1 


2188876 2188823 1 


2354159 2354106 1 


2456101 2456048 1 


2606066 2606013 1 


2613814 26137611 


Gammaproteobacteria; Alteromonadales; Moritellace 


52 


Betaproteobacteria; 


52 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


52 


52 


Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; 


52 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aeromonadacea 


52 


Gammaproteobacteria; 


29 


6S ribosomal RNA, partial sequence 2188558 21900 
Gammaproteobacteria; Alteromonadales; 


DCB-M 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


52 gi|219857606 
Shewanellac 

52 gi|219857491 
23538 
Syntrophobacterale 
52 gi| 219857413 


52 


Deltaproteobacteria; Desulfovibrionales 


52 


strain CVL 16S ribosomal RNA, partial sequence 


Proteobacteria; 


28810 Bacteria_16S 


2676028 2675975 1 


Deltaproteobacteria; Desulfovibrionales; 


52 


strain Pd55 16S ribosomal RNA, partial sequence 


Proteobacteria; 
28810 Bacteria_16S 
strain SHK-1 16S 
Proteobacteria; 


28810 Bacteria_16S 


lithotrophicum strain 42BKT 16S ribosomal RNA, partial 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; 


28810 Bacteria_16S 
strain SIR-1 16S 
Proteobacteria; 
28810 Bacteria_16S 
strain SM2-1 16S 
Proteobacteria; 


28810 Bacteria_16S 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


schlegeliana Bacteria; 
28810 Bacteria_16S 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; 


Shewanella. 
28810 Bacteria_16S 


strain ATCC 19374 16S ribosomal RNA, partial sequence 


2713365 2713312 1 


2721025 2720972 1 


2730195 2730142 1 


2733212 2733159 1 


2734702 2734649 1 


Proteobacteria; 
2736192 2736139 1 


Proteobacteria; 


2852213 2852160 1 


Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


52 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Enhygromyxa. 


52 


52 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nannocystineae 


52 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


52 


52 


Gammaproteobacteria; Alteromonadales; 


52 


gi| 219878241 
1929813 19313 


gi| 219878219 
Hydro 
gi| 219878207 
1981436 19829 
Sorangiineae; 
gi| 219878206 
Myxoco 
gi| 219878205 


Myxococ 


219878178 
20257 


gi 


219878167 
sequence 
Xan 


gi 


219878131 
sequence 


gi 


Gammap 


219857264 
26057 


gi 


gi|219857256 
2613469 26150 
Desulfov 
gi|]219857205 
2675717 26771 


gi| 219857179 
2713036 27145 


219857174 
sequence 


gi 


219857167 
313 


gi 
2729867 27 


219857165 
343 


gi 
2732909 27 


gi|219857164 


gi|219857163 


219856889 


Sulfurovum. 


Alteromonadales; 


ref|NR_025380.1 
ae; Moritella. 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; 


ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; 
ref|NR_025345.1 
1983024 198455 
ccales; 


ref|NR_025344.1 

1984609 198614 
cales; 
ref|NR_025317.1 
e; Aeromonas. 
ref|NR_025306.1 
2040918 204243 
thomonadales; Xa 


ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025195.1 


eae; Shewanella. 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_025001.1 
ence 245578 
roteobacteria; 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024833.1 


Lebetimonas. 
ref |NR_024807.1 


ref|NR_024802.1 
2720705 272211 


ref|NR_024795.1 
50 Plesiocystis 
7 Nannocystaceae 
ref|NR_024793.1 


Shewanella. 
ref|NR_024792.1 

2734399 273583 
Shew 
ref|NR_024791.1 

2735889 273732 
Sh 


ref 


gi 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Thiobacillus 
6 Thiobacillus 


Hydrogenophilaceae; 


Chondromyces robustus 


robustus Bacteria; 
Chondromyces. 


Chondromyces 
8 Chondromyces 


Sorangiineae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


Sorangiineae; Polyangiaceae; 


Aeromonas popoffii 


59 2027165 Aeromonas popoffii Bacteria; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Desulfomonile 

omonile limimaris 

; Desulfomonile. 
Aeromonas salmonicida 

3 2457213 Aeromonas 


Aeromonadales; 


Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Sulfurovum 
0 Sulfurovum 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Shewanella sairae 


48 Shewanella sairae Bacteria; 
Shewanellaceae; 


Shewanella 
8 Shewanella 
anellaceae; 
Shewanella 
8 Shewanella 
ewanellaceae; 


Shewanella. 


NR_024708.1 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 


Pseudomonas geniculata 


2851886 2853382 Pseudomonas geniculata 


28810 Bacteria_16S 2856892 2856839 1 


strain ATCC 33616 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


28810 Bacteria_16S 2927333 29272801 


minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


28810 Bacteria_16S 2934845 2934792 1 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial seq 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


28810 Bacteria_16S 3051756 3051703 1 
strain GraMall 16S ribosomal RNA, 
28810 


Bacteria_16S 3059408 3059355 1 


52 


52 


52 


52 


complete sequence 3051418 30529 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


52 


strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


28810 Bacteria_16S 3095418 3095365 1 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 30950 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Bacteria; 
28810 Bacteria_16S 3116450 31163971 
antarctica strain star-1 
antarctica Bacteria; 
Psychromonas. 
28810 Bacteria_16S 3158813 3158760 1 
arcachonense strain F1F6 


Sulfurospirillum. 


28810 Bacteria_16S 3181457 3181404 1 


strain LMG 471 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


28810 Bacteria_16S 3183009 3182956 1 


strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 31841 
Xanthomonadales; Xanthomonad 


Proteobacteria; Gammaproteobacteria; 


28810 Bacteria_16S 3184561 3184508 1 


strain LMG 947 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


28810 Bacteria_16S 3187665 3187612 1 


vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


vesicatoria Bacteria; 
Xanthomonas. 
28810 Bacteria_16S 


Proteobacteria; 


3190769 3190716 1 


strain LMG 733 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
28810 Bacteria_16S 


3193871 3193818 1 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 31950 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
ref 


28810 Bacteria_16S 3195423 31953701 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
ref 


28810 Bacteria_16S 3226996 3226943 1 


52 


52 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


52 


16S ribosomal RNA, partial sequence 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; 


52 


Xanthomonadales; Xanthomonad 


52 


52 


Xanthomonadales; Xanthomonad 


52 


52 


52 


52 


52 


CECT 4600 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 
ref 


28810 Bacteria_16S 3288963 3288910 1 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
ref 


28810 Bacteria_16S 3290488 3290435 1 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadacea 


28810 


strain LMG 708 16 


28810 


Bacteria_16S 


Bacteria_16S 


3292040 3291987 1 


3293592 3293539 1 


52 


52 


52 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
ref 


52 


219856886 
28565 


gi 


gi| 219856838 
Oceanosp 


gi| 219856833 


gi|219846887 
Pelobact 
gi|219846882 
3059104 30605 
gi| 219846858 
Suc 


gi| 219846844 


gi| 219846816 


gi| 219846800 
3181138 31826 


gi|219846799 


gi|219846798 
3184240 31857 
gi|219846796 


gi|219846794 
3190448 31919 


gi|219846792 
gi|219846791 
3195102 31966 


gi|219846769 
3226672 32281 


gi|219846728 


gi|219846727 


gi|219846726 


ref 


NR_024705. 


1 


Pseudomonas cissicola 


57 2858059 Pseudomonas cissicola 


anth 
ref 
2927022 292847 
irillales; 
ref 
uence 
Ocea 
ref 


NR_024657. 


NR_024652. 


NR_026479. 


omonadaceae; 


Mari 


293453 
nospirillal 


Xanthomonas. 
Marinospirillum 
7 Marinospirillum 


nospirillum. 


Oceanospirillum 
1 2935988 Oceanospirillum 


es; Oceanospirillum. 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


eraceae; 
ref 


NR_026474. 


Malono 


monas. 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


; Thauera. 

ref|NR_026450.1| Ruminobacter 

79 3096617 Ruminobacter amylophilus 
cinivibrionaceae; Ruminobacter. 
ref|NR_026436.1] Psychromonas 


ref 


ref 


3116131 311762 
Alteromonadales; 


NR_026408. 


Ww 


158497 315992 
Campylobacterales; 


NR_026392.1 


9 Psychromonas 


Psychromonadaceae; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


aceae; 
ref 


Xanthomon 
NR_026391.1 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


aceae; 
ref 


Xanthomon 
NR_026390.1 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


aceae; 
ref 


ref 


w 


Xanthomon 
NR_026388.1 
187344 318884 
Xanthomonadales; Xanth 


NR_026386.1 


as. 
Xanthomonas 

5 Xanthomonas 

omonadaceae; 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


Xanthomonadales; Xanthomonadaceae; 
ref 


Xanthomon 
NR_026384.1 


as. 
Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


Xanthomon 
NR_026383.1 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


Xanthomon 
NR_026361.1 


as. 
Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


NR_026320.1 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


Xanthomon 
NR_026319.1 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


ref 


NR_026318.1 


e; Xanthomon 


as. 
Xanthomonas fragariae 


3291719 3293220 Xanthomonas fragariae Bacteria; 


gi| 219846725 


strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
ref 


28810 Bacteria_16S 3295142 3295089 1 52 gi| 219846724 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; 


Xanthomonas. 
28810 
saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


Bacteria_16S 


3375859 3375806 1 52 gi 
ubsp. 


Halanaerobiaceae; Halanaerobium. 


Xanthomonadales; 


219846666 


ref 


Xanthomon 
NR_026317.1 


3294823 32963 


Xanthomon 
NR_026316.1 


Xanth 
NR_026258.1 


senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 
senegalense Bacteria; Firmicutes; Clostridia; 


2 


as. 
Xanthomonas axonopodis 


3293271 3294772 Xanthomonas axonopodis Bacteria; 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Halanaerobium 
3375527 3377012 


28810 Bacteria_16S 
strain ATCC 43992 


3428611 3428558 1 


52 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


28810 Bacteria_16S 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 34443 
Clostridiales; Veillonellaceae; 


Bacteria; Firmicutes; 
28810 Bacteria_16S 


strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 34901 


3444692 3444639 1 


Clostridia; 
3488989 3488936 1 


52 


52 


gi 


gi 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


28810 Bacteria_16S 


3520725 3520672 1 


52 


gi 


acidigallici strain DSM 2377 16S ribosomal RNA, partial 


acidigallici Bacteria; 
Pelobacter. 
28810 Bacteria_16S 
strain Milford 74 


Proteobacteria; 


3557652 3557599 1 


52 


Deltaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


28810 Bacteria_16S 


3559132 3559079 1 


52 


gi 


strain ATCC 15338 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


28810 Bacteria_16S 


3560647 3560594 1 


52 


strain 717 16S ribosomal RNA, partial sequence 


28810 Bacteria_16S 


3562168 3562115 1 


52 


gi 


3560299 35617 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi 


nigripulchritudo strain 164 16S ribosomal RNA, partial 


nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; 


28810 Bacteria_16S 
80 16S ribosomal RNA, 


3563653 3563600 1 
partial sequence 


52 


3563299 3564734 Vibri 


gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


28810 Bacteria_16S 
strain ATCC 14048 


3565133 3565080 1 


52 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


28810 Bacteria_16S 


3566639 3566586 1 


52 


strain NS 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


28810 
strain : 


Bacteria_16S 
CIP 7430 


3612272 3612219 1 


52 


gi 


3566301 35677 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


28810 Bacteria_16S 


3630299 3630246 1 


52 


strain Dfr2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


28810 Bacteria_16S 


3631824 36317711 


52 


strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


28810 Bacteria_16S 


3657743 3657690 1 


52 


gi 


3629961 36314 


gi 


3631486 36329 


gi 


gelidimarina strain ACAM 456 16S ribosomal RNA, partial 


gelidimarina Bacteria; 
28810 Bacteria_16S 


Proteobacteria; 
3671493 3671440 1 


52 


Gammaproteobacte 


gi 


wasabiae strain SR91 16S ribosomal RNA, partial sequenc 


Bacteria; 
28810 Bacteria_16S 


strain P-172-71 16S ribosomal RNA, partial sequence 3693916 36953 


3694257 3694204 1 


52 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


28810 Bacteria_16S 


3749184 37491311 


52 


strain A089 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


28810 Bacteria_16S 


3761401 3761348 1 


52 


strain 172 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


28810 Bacteria_16S 


3771792 3771739 1 


gi 


3748871 37503 


gi 


3761076 37625 


hydrogenophilus strain H2 16S ribosomal RNA, partial se 


hydrogenophilus Bacteria; 


Geobacter. 
28810 Bacteria_16S 
palmitatis strain 
Bacteria; 
28810 Bacteria_16S 


Proteobacteria; 


3773266 3773213 1 


3788391 3788338 1 


AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Eh 


28810 Bacteria_16S 


allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 


3812666 3812613 1 


52 gi 
Deltaproteoba 
52 gi 


52 


3788062 3789489 Ehrli 


52 


SDBY1 16S ribosomal RNA, partial sequ 
Proteobacteria; Deltaproteobacteria; Desulfur 


gi 


gi 


219846625 

34282 

hewanellac 
219846613 


219846583 


; Desulfur 
219846562 
sequence 
Desul 


219846537 
35572 


219846536 
35587 


219846535 


219846534 
sequence 


219846533 


219846532 
35647 


219846531 


onaceae; V 
219846497 
36119 
omonadacea 
219846485 


; Geobacte 
219846484 


; Geobacte 
219846466 
sequence 

ria; Alter 
219846456 
e 36711 


219846441 


steurellac 
219846401 


Oonaceae; V 
219846391 


; Geobacte 
219846383 
quence 
cteria; De 
219846382 
ence 37729 
omonadales 
219846371 


rlichia. 
219846354 


onaceae; Vibrio 


onaceae; Vibrio. 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 


3520389 352188 
furomonadales; P 


ref ee 
98 3558733 Vibrio 


ref |NR_026128.1 
84 3560248 Vibrio 


ref|NR_026127.1 


ref|NR_026126.1 
3561815 356324 
Vibr 
ref|NR_026125.1 
o nereis Bacteri 


ref|NR_026124.1 
85 3566250 Vibrio 


ref|NR_026123.1 
ibrio. 
ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref |NR_026077.1 


raceae; Geobacte 
ref|NR_026076.1 


raceae; Geobacte 
ref|NR_026058.1 

3657404 365891 
omonadales; Shew 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026032.1 


eae. 
ref |NR_025992.1 
ibrio. 
ref |NR_025982.1 


raceae; Geobacte 
ref|NR_025974.1 

3771473 377289 
sulfuromonadales 


ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref |NR_025962.1 
chia muris Bacte 


ref 


Shewanella benthica 
ella benthica Bacteria; 


Succiniclasticum 
iclasticum ruminis 
m. 

Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Pelobacter 
2 Pelobacter 
elobacteraceae; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


Ls 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


r. 
Shewanella 

0 Shewanella 

anellaceae; Shewanella. 
Pectobacterium 

acterium wasabiae 

eae; Pectobacterium. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 
Geobacter 

0 Geobacter 

; Geobacteraceae; 


Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Ehrlichia muris strain 
ria; Proteobacteria; 


Aeromonas 


NR_025945.1 
381232 


7 3813828 Aeromonas 


allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


Aeromonas. 


28810 
lacurosei strain 

Bacteria; Firmicu 
28810 
strain N 155 16S 
Proteobacteria; 

28810 
strain DSS12 16S 
Proteobacteria; 

28810 
strain DSK1 16S r 
Proteobacteria; G 
28810 
lipolyticum strai 
Bacteria; Proteob 
28810 
strain 848 16S ri 
Proteobacteria; G 
28810 
HDS1-1 16S riboso 
Gammaproteobacter 
28810 
strain PV1 16S ri 
Firmicutes; Clost 
28810 
strain BC-3 16S r 
Tenericutes; Moll 
28810 
HT 2-1 16S riboso 
Gammaproteobacter 
28810 
syrphidicola stra 
syrphidicola Bact 
28810 
strain M55 16S ri 
Tenericutes; Moll 
28810 
chrysopicola stra 
chrysopicola Bact 
28810 
strain G3-29 16S 
Proteobacteria; 

28810 
strain U 5/41 16S 
Proteobacteria; G 
28810 
orbiscindens stra 
Bacteria; Firmicu 
28810 
methylpentosum st 
methylpentosum Ba 
28810 
strain 653 16S ri 
Firmicutes; Clost 
28810 
strain SS 1019 16 
Firmicutes; Lacto 
28810 
strain 961*00022/ 
Actinobacteria; C 
28810 
strain Ekho Lake- 
Proteobacteria; A 


B 


G 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3841484 38414311 52 gi|219846334|ref|NR_025924.1 
H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halana 
tes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobiu 
3888896 3888855 12 52 gi|219846302|ref|NR_025892.1 
ribosomal RNA, partial sequence 3888563 38900 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
3950626 3950573 1 52 gi| 219846258 |ref|NR_025848.1 
ribosomal RNA, partial sequence 3950287 39517 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
3952184 39521311 52 gi| 219846257 |ref|NR_025847.1 
ibosomal RNA, partial sequence 3951843 39533 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
4002365 4002312 1 52 gi| 219846223 |ref|NR_025813.1 
n M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photob 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photoba 
4008395 4008342 1 52 gi|219846217|ref|NR_025807.1 
bosomal RNA, partial sequence 4008054 40095 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
4046332 4046279 1 52 gi|219846189|ref|NR_025779.1 
mal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4070408 4070355 1 52 gi|219846172|ref|NR_025762.1 
bosomal RNA, partial sequence 4070099 40715 
ridia; Clostridiales; Veillonellaceae; Veillonella. 
4079566 4079537 1 29 gi|219846166|ref|NR_025756.1 
ibosomal RNA, partial sequence 4079234 40807 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4103557 4103504 1 52 gi|219846150|ref|NR_025740.1 
mal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacte 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4138637 4138608 1 29 gi|219846121|ref|NR_025711.1 
in EA-1 16S ribosomal RNA, partial sequence 4138305 413982 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
4148031 4148002 1 29 gi|219846115|ref|NR_025705.1 
bosomal RNA, partial sequence 4147699 41492 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4157276 4157247 1 29 gi|219846109|ref|NR_025699.1 
in DF-1 16S ribosomal RNA, partial sequence 4156944 415845 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
4186320 4186267 1 52 gi|219846085|ref|NR_025675.1 


ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
4245271 4245218 1 52 gi 
ribosomal RNA, partial sequence 


fo} 


28810 
strain AS2 16S ri 
Firmicutes; Lacto 
28810 
strain 58/1971 16 
Firmicutes; Bacil 
28810 
strain Z-7937 16S 
Firmicutes; Clost 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Esche 
23018 22990 1 28 gi|265679048|ref|NR_029356.1 
in 265 16S ribosomal RNA, partial sequence 22677 24226 Clostr 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
24614 24586 1 28 gi| 265679047 |ref|NR_029355.1 
rain R2 16S ribosomal RNA, partial sequence 24277 25711 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
26086 26058 1 28 gi|265679046|ref|NR_029354.1 
bosomal RNA, partial sequence 25762 27159 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
30692 30664 L 28 gi| 265679043 |ref|NR_029351.1 
S ribosomal RNA, partial sequence 30363 31864 
bacillales; Aerococcaceae; Facklamia. 
33756 33728 1 28 gi| 265679041 |ref|NR_029349.1 
98 16S ribosomal RNA, partial sequence 33436 34786 Atopob 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
38064 38036 1 28 gi|265679038|ref|NR_029346.1 
162 16S ribosomal RNA, partial sequence 37787 39128 Sulfit 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 
51842 51814 1 28 gi| 265679029 |ref|NR_029337.1 
bosomal RNA, partial sequence 51487 53037 Enterococcus 
bacillales; Enterococcaceae; Enterococcus. 
80336 80308 1 28 gi|265679010|ref|NR_029318.1 
S ribosomal RNA, partial sequence 80045 81448 
lales; Listeriaceae; Listeria. 
90845 90817 1 28 gi|265679002|ref|NR_029310.1 
ribosomal RNA, partial sequence 90540 92000 


ridia; Halanaerobiales; 


4186000 41874 


219722938 
4244934 42463 


ibri 
ref 


nmaceae; V oO. 


NR_024570.1 


Halanaerobium 
erobium lacurosei 
m. 
Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Vibrio superstes 


86 Vibrio superstes Bacteria; 


Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Clostridium 
idium orbiscindens 


Clostridium 

Clostridium 
lostridium. 

Clostridium roseum 


Clostridium roseum Bacteria; 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Atopobium vaginae 

ium vaginae Bacteria; 
aceae; Atopobium. 
Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Enterococcus asini 


asini Bacteria; 


Listeria innocua 


Listeria innocua Bacteria; 


Natroniella acetigena 


Natroniella acetigena Bacteria; 
Halobacteroidaceae; Natroniella. 


28810 Bacteria_16S 100193 100165 1 28 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
28810 Bacteria_16S 104820 104792 1 28 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
28810 Bacteria_16S 106318 106290 1 28 gi|265678991|ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
28810 Bacteria_16S 130707 130679 1 28 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 
28810 Bacteria_16S 145931 145903 1 28 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 
28810 Bacteria_16S 161191 161163 1 28 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
28810 Bacteria_16S 180909 180881 1 28 gi|265678942|ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
28810 Bacteria_16S 187136 187108 1 28 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
28810 Bacteria_16S 197719 197691 1 28 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
28810 Bacteria_16S 204025 203997 1 28 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 
28810 Bacteria_16S 210245 210217 1 28 gi|265678922|ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
28810 Bacteria_16S 211800 211772 1 28 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
28810 Bacteria_16S 257565 257537 1 28 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
28810 Bacteria_16S 269517 269489 1 28 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
28810 Bacteria_16S 309072 309044 1 28 gi|265678854|ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
28810 Bacteria_16S 321038 321010 1 28 gi|265678846|ref|NR_029151.1| Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
28810 Bacteria_16S 331999 331971 1 28 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 
28810 Bacteria_16S 339780 339752 1 28 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 
28810 Bacteria_16S 375451 375423 1 28 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
28810 Bacteria_16S 392403 392375 1 28 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
28810 Bacteria_16S 395386 395358 1 28 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 
28810 Bacteria_16S 410876 410848 1 28 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
28810 Bacteria_16S 423230 423202 1 28 gi|265678772|ref|NR_029077.1| Bacillus algicola 


strain F12 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacil 


lales; Bacillaceae; Bacillus. 


422881 424425 Bacillus algicola Bacteria; 
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oligofermentans Bacteria; 


28810 


Lactobaci 
28 


Firmicutes; 


Bacteria_16S 473932 473904 1 


phoeniculicola strain JLB-1 16S ribosomal RNA, 


phoeniculicola Bacteria; 


28810 


bajacaliforniensi 
bajacaliforniensi 


28810 


halichoeri strain 
halichoeri Bacteria; 


28810 


Firmicutes; Lactobacil 
Bacteria_16S 484549 484521 1 28 
s strain BA-2 16S ribosomal RN. 
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Deferribacterales; Deferribact 
Bacteria_16S 551976 551948 1 28 
613 16S ribosomal RNA, partial 
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1 28 


Bacteria_16S 


strain 3WC2 16S ribosomal RNA, partial sequence 


Firmicutes; 


28810 


Clostrid 
28 


Clostridia; Clostridiales; 
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A, complete sequence 484221 485741 
ochaetales; Spirochaetaceae; Spiro 
gi|265678720|ref|NR_029025.1 
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Geobacillus debilis 


6 Geobacillus debilis Bacteria; 
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pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 
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28810 Bacteria_16S 665595 665567 1 28 gi|265678605|ref|NR_028910.1 
strain WoG13 16S ribosomal RNA, partial sequence 665236 66673 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

28810 Bacteria_16S 700337 700309 1 28 gi| 265678582 |ref|NR_028887.1 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 701823 701795 1 28 gi| 265678581 |ref|NR_028886.1 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 706120 706092 1 28 gi| 265678578 |ref|NR_028883.1 
strain 111-35 16S ribosomal RNA, partial sequence 705889 70720 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

28810 Bacteria_16S 718382 718354 1 28 gi| 265678569 |ref|NR_028873.1 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 WVirgib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

28810 Bacteria_16S 730637 730609 1 28 gi|265678561|ref|NR_028865.1 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

28810 Bacteria_16S 755584 755544 11 50 gi| 265678542 |ref|NR_028846.1 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 75674 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
28810 Bacteria_16S 761607 761579 1 28 gi|265678538|ref|NR_028842.1 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
28810 Bacteria_16S 772381 772353 1 28 gi|265678531|ref|NR_028835.1 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipe 
28810 Bacteria_16S 775535 775507 1 28 gi| 265678529 |ref|NR_028833.1 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

28810 Bacteria_16S 780148 780120 1 28 gi| 265678525 |ref|NR_028829.1 
strain S-743 16S ribosomal RNA, partial sequence 779845 781307 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
28810 Bacteria_16S 783248 783208 11 50 gi| 265678523 |ref|NR_028827.1 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttl 
28810 Bacteria_16S 789306 789278 1 28 gi| 265678519 |ref|NR_028823.1 
strain J72 16S ribosomal RNA, partial sequence 789013 79048 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
28810 Bacteria_16S 796959 796931 1 28 gi|265678514|ref|NR_028817.1 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacill 
28810 Bacteria_16S 798522 798494 1 28 gi|265678513|ref|NR_028816.1 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacte 
28810 Bacteria_16S 801640 801612 1 28 gi|265678511|ref|NR_028814.1 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Famil 
Thermaerobacter. 

28810 Bacteria_16S 816927 816899 1 28 gi|265678501|ref|NR_028804.1 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Seleni 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihala 
28810 Bacteria_16S 830679 830651 1 28 gi|265678492|ref|NR_028795.1 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococc 
28810 Bacteria_16S 832236 832208 1 28 gi| 265678491 |ref|NR_028794.1 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Entero 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

28810 Bacteria_16S 845909 845881 1 28 gi| 265678482 |ref|NR_028785.1 
strain 19 16S ribosomal RNA, partial sequence 845553 84708 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28810 Bacteria_16S 850215 850187 1 28 gi| 265678479 |ref|NR_028782.1 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 85135 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

28810 Bacteria_16S 874491 874451 11 50 gi|265678462|ref|NR_028765.1 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptospo 
Streptosporangiaceae; Streptosporangium. 

28810 Bacteria_16S 891079 891051 1 28 gi|265678450|ref|NR_028752.1 
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28810 Bacteria_16S 1636337 1636309 1 28 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 1637828 1637800 1 28 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 1651513 1651485 1 28 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 1660754 1660726 1 28 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

28810 Bacteria_16S 1685071 1685043 1 28 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 1689621 1689593 1 28 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

28810 Bacteria_16S 1692730 1692702 1 28 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
28810 Bacteria_16S 1702052 1702024 1 28 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

28810 Bacteria_16S 1706574 1706546 1 28 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28810 Bacteria_16S 1752228 1752200 1 28 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 1758450 1758422 1 28 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

28810 Bacteria_16S 1764415 1764387 1 28 gi|219878361|ref|NR_025500.1| Streptococcus 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

28810 Bacteria_16S 1777884 1777856 1 28 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 1779433 1779405 1 28 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 1789911 1789883 1 28 gi|219878342|ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

28810 Bacteria_16S 1800549 1800521 1 28 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 1802115 1802087 1 28 gi|219878334|ref|NR_025473.1| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 1803682 1803654 1 28 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

28810 Bacteria_16S 1808309 1808281 1 28 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

28810 Bacteria_16S 1809827 1809799 1 28 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

28810 Bacteria_16S 1823651 1823623 1 28 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

28810 Bacteria_16S 1841956 1841928 1 28 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 1843521 1843493 1 28 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

28810 Bacteria_16S 1890839 1890811 1 28 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 
strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


28810 Bacteria_16S 1892360 1892332 1 28 gi|219878269|ref|NR_025408.1] Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 1907185 1907157 1 28 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

28810 Bacteria_16S 1908636 1908608 1 28 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

28810 Bacteria_16S 1911652 19116241 28 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

28810 Bacteria_16S 1914697 1914669 1 28 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CMl 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 1917849 1917821 1 28 gi| 219878249 |ref|NR_025388.1| Pediococcus inopinatus 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

28810 Bacteria_16S 1931687 1931659 1 28 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

28810 Bacteria_16S 1940625 1940597 1 28 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 1942171 1942143 1 28 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 1952951 1952923 1 28 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

28810 Bacteria_16S 1954421 1954393 1 28 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

28810 Bacteria_16S 1960501 1960473 1 28 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

28810 Bacteria_16S 1973977 1973949 1 28 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 


strain 581 16S ribosomal RNA, partial sequence 1973642 19751 

Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

28810 Bacteria_16S 2030507 2030479 1 28 gi| 219878175 |ref|NR_025314.1 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 203163 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

28810 Bacteria_16S 2039693 2039665 1 28 gi|219878168|ref|NR_025307.1 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 204086 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 
28810 Bacteria_16S 2047519 2047491 1 28 gi|219878160|ref|NR_025299.1 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 2068902 2068874 1 28 gi|219878144|ref|NR_025283.1 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 20700 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

28810 Bacteria_16S 2070486 2070458 1 28 gi| 219878143 |ref|NR_025282.1 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 207167 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 
28810 Bacteria_16S 2094924 2094896 1 28 gi| 219878125 |ref|NR_025264.1 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 20961 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 2108604 2108576 1 28 gi|219873437|ref|NR_026099.2 
strain P-1 16S ribosomal RNA, partial sequence 2108290 21097 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28810 Bacteria_16S 2114669 2114641 1 28 gi| 219857658 |ref|NR_025247.1 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 21158 

Firmicutes; Bacillales; Planococcaceae; Planococcus. 

28810 Bacteria_16S 2119275 2119247 1 28 gi|219857655|ref|NR_025244.1 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 21204 

Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

28810 Bacteria_16S 2123770 2123742 1 28 gi|219857652|ref|NR_025241.1 
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28810 Bacteria_16S 2225097 2225069 1 28 gi|219857582|ref|NR_025170.1| Paenibacillus 

daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 

daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 2226658 2226630 1 28 gi|219857581|ref|NR_025169.1| Paenibacillus 

kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 2232757 2232729 1 28 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 

strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

28810 Bacteria_16S 2258690 2258662 1 28 gi|219857560|ref|NR_025148.1| Streptococcus iniae 

strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

28810 Bacteria_16S 2284854 2284826 1 28 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 

strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 2289334 2289306 1 28 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 

strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

28810 Bacteria_16S 2313433 2313405 1 28 gi|219857520|ref|NR_025108.1| Salinicoccus 

alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 

Bacteria; Firmicutes; Bacillales; Salinicoccus. 

28810 Bacteria_16S 2316477 2316449 1 28 gi|219857518|ref|NR_025106.1| Paenibacillus 

brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 

brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 2325608 2325580 1 28 gi|219857512|ref|NR_025100.1] Clostridium 

stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 

Clostridiaceae; Clostridium. 

28810 Bacteria_16S 2328514 2328474 11 50 gi|219857510|ref|NR_025098.1| Microbacterium 

gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 

gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Microbacteriaceae; Microbacterium. 

28810 Bacteria_16S 2333094 2333054 11 50 gi| 219857507 |ref|NR_025095.1| Nocardiopsis 

xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 

xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

Nocardiopsaceae; Nocardiopsis. 

28810 Bacteria_16S 2337490 2337462 1 28 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 

strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

28810 Bacteria_16S 2339040 2339012 1 28 gi|219857502|ref|NR_025090.1| Heliobacterium 

sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 

sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

28810 Bacteria_16S 2345127 2345099 1 28 gi|219857497|ref|NR_025085.1| Paenibacillus 

granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
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28810 Bacteria_16S 2416706 2416678 1 28 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


28810 Bacteria_16S 2424378 24243501 28 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
28810 Bacteria_16S 2431721 2431693 1 28 gi|219857436|ref|NR_025024.1| Paenibacillus 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


28810 Bacteria_16S 2443917 2443889 1 28 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

28810 Bacteria_16S 2450039 2450011 1 28 gi|219857419|ref|NR_025007.1| Laceyella putida 


strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 
28810 Bacteria_16S 2451566 2451538 1 28 gi|219857418|ref|NR_025006.1| Seinonella 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 
28810 Bacteria_16S 2463562 2463534 1 28 gi| 219857407 |ref|NR_024995.1| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28810 Bacteria_16S 2466735 2466707 1 28 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
28810 Bacteria_16S 2495241 2495213 1 28 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
28810 Bacteria_16S 2507347 2507319 1 28 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 


28810 Bacteria_16S 2519468 2519440 1 28 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

28810 Bacteria_16S 2530069 2530041 1 28 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 


strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
28810 Bacteria_16S 2547717 2547689 1 28 gi|219857345|ref|NR_024933.1| Desulfosporosinus 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

28810 Bacteria_16S 2550717 2550689 1 28 gi|219857343|ref|NR_024931.1]| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


28810 Bacteria_16S 2569102 2569074 1 28 gi| 219857288 |ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28810 Bacteria_16S 2590714 2590686 1 28 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

28810 Bacteria_16S 2592289 2592261 1 28 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

28810 Bacteria_16S 2621522 2621494 1 28 gi|219857251|ref|NR_024881.1| Planomicrobium 


mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
28810 Bacteria_16S 2627672 2627644 1 28 gi| 219857246 |ref|NR_024876.1| Gracilibacillus 

halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 


28810 Bacteria_16S 2642953 2642925 1 28 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 2656503 2656475 1 28 gi|219857219|ref|NR_024847.1| Nocardioides 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
28810 Bacteria_16S 2663866 2663838 1 28 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
28810 Bacteria_16S 2665428 2665400 1 28 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
28810 Bacteria_16S 2679041 2679013 1 28 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 


28810 Bacteria_16S 2680581 2680553 1 28 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

28810 Bacteria_16S 2682138 2682110 1 28 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28810 Bacteria_16S 2696824 2696796 1 28 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

28810 Bacteria_16S 2698378 2698350 1 28 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 2706016 2705988 1 28 gi|219857184|ref|NR_024812.1| Exiguobacterium 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
28810 Bacteria_16S 2711917 2711889 1 28 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 2725593 2725565 1 28 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 2731716 2731688 1 28 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

28810 Bacteria_16S 2755340 2755312 1 28 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
28810 Bacteria_16S 2756898 2756870 1 28 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

28810 Bacteria_16S 2767338 2767310 1 28 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

28810 Bacteria_16S 2768849 2768821 1 28 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 2770370 2770330 11 50 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

28810 Bacteria_16S 2778066 2778038 1 28 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 2785548 2785520 1 28 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

28810 Bacteria_16S 2788681 2788653 1 28 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 2838279 2838239 11 50 gi|219856898|ref|NR_024717.1| Agromyces bracchium 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

28810 Bacteria_16S 2869237 2869209 1 28 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
28810 Bacteria_16S 2870817 2870789 1 28 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
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28810 Bacteria_16S 2878706 2878678 1 28 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 2880271 2880243 1 28 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 2881824 2881796 1 28 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 2883393 2883365 1 28 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

28810 Bacteria_16S 2886270 2886242 1 28 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

28810 Bacteria_16S 2887796 2887768 1 28 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

28810 Bacteria_16S 2889318 2889290 1 28 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

28810 Bacteria_16S 2904468 2904440 1 28 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

28810 Bacteria_16S 2924437 2924409 1 28 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

28810 Bacteria_16S 2955995 2955955 11 50 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

28810 Bacteria_16S 2957454 2957414 11 50 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

28810 Bacteria_16S 2958914 2958874 11 50 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

28810 Bacteria_16S 2962012 2961984 1 28 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

28810 Bacteria_16S 2963561 2963533 1 28 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

28810 Bacteria_16S 2987989 2987961 1 28 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

28810 Bacteria_16S 2998625 2998597 1 28 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

28810 Bacteria_16S 3022853 3022825 1 28 gi|219846908|ref|NR_026500.1]| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

28810 Bacteria_16S 3027361 3027333 1 28 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 

28810 Bacteria_16S 3028909 3028881 1 28 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

28810 Bacteria_16S 3033492 3033464 1 28 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

28810 Bacteria_16S 3035019 3034991 1 28 gi|219846899|ref|NR_026491.1]| Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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ref |NR_026297.1 


bacterineae; Gordoniacea 
ref |NR_026268.1 

3360383 336190 
occus 


quence 
Marinoc 


219846675 


e: 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 

Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 
Streptococcus ovis 
ovis Bacteria; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Lactobacillus kunkeei 
kunkeei Bacteria; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Streptococcus 
ococcus thoraltensis 


v 


Anaerococcus octavius 


octavius Bacteria; 


naerococcus. 
Thermosyntropha 

syntropha lipolytica 

opha. 

Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Blautia schinkii 
eria; Firmicutes; 


Salinicoccus roseus 


roseus Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Marinococcus 
2 Marinococcus 


Salimicrobium album 


ref |NR_026267.1 


strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Salimicrobium. 


28810 Bacteria_16S 


28810 Bacteria_16S 
lacunarum strain 
lacunarum Bacteria; 
28810 Bacteria_16S 


Firmicutes; Clostridia; 
28810 Bacteria_16S 
strain DSM 44015 


28810 Bacteria_16S 
strain DSM 20116 


28810 Bacteria_16S 
strain NCTC 10951 


28810 
amycolatum strain 


Bacteria_16S 


amycolatum Bacteria; Actinobacteria; Actinobacteridae; 


3365354 3365326 1 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 
proteoclasticus Bacteria; 
3372787 3372759 1 
DSM 6640 16S ribosomal RNA, partial sequence 
Firmicutes; 

3374306 3374278 1 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 33754 
Halobacteroidaceae; 


Firmicutes; 


Halanaerobiales; 


3380463 3380435 1 
16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
3406185 3406157 1 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
3412316 3412288 1 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
3431489 3431461 1 
CIP 103452 16S ribosomal RNA, partial sequence 


Corynebacteriaceae; Corynebacterium. 


28810 Bacteria_16S 


Corynebacterium. 
28810 Bacteria_16S 


Firmicutes; 
28810 


Clostridia; 
Bacteria_16S 


Actinomycetaceae; 
28810 Bacteria_16S 
strain NCTC 11636 


28810 
glomerans strain 
glomerans PW2 Bacteria; 
Coriobacteriaceae; 
28810 Bacteria_16S 


Bacteria_16S 


Firmicutes; 
28810 


Clostridia; 
Bacteria_16S 


Firmicutes; 
28810 
pseudalcaliphilus 
pseudalcaliphilus 
28810 


Clostridia; 
Bacteria_16S 
Bacteria_16S 


Firmicutes; 
28810 


Bacillales; 
Bacteria_16S 

Firmicutes; 
28810 


Bacillales; 
Bacteria_16S 

Firmicutes; 
28810 


Bacillales; 
Bacteria_16S 


Firmicutes; 
28810 
DSM 
Bacillales; 
28810 


Bacillales; 
Bacteria_16S 


Bacillaceae; 
Bacteria_16S 


paraputrificum Bacteria; 
28810 Bacteria_16S 
strain IndiB4 16S 
Firmicutes; 
28810 Bacteria_16S 


Clostridia; 


Bacteria; 
3535910 3535882 1 
strain DSM 8723 16S ribosomal RNA, partial sequence 
Bacillus. 


6307 16S ribosomal RNA, 


3432938 34329101 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3446238 34462101 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 


Clostridiales; 


3479801 3479773 1 
denticolens strain NCTC 11490 16S ribosomal RNA, partial 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3481282 3481254 1 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
3496521 3496493 1 
DSM 20642 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


Actinobacteria; 


Coriobacterium. 

3500975 3500947 1 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


Clostridiales; 


3528349 35283211 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


Clostridiales; 


3534342 35343141 
DSM 8725 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 


Bacillaceae; 


3537467 3537439 1 
strain DSM 8722 16S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 


3542165 3542137 1 
strain DSM 8716 16S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 


3543719 3543691 1 
strain DSM 8715 16S ribosomal RNA, 


Bacillaceae; 


3545276 3545248 1 
complete sequence 


Bacillus. 


3549901 3549873 1 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


3551431 3551403 1 
ribosomal RNA, partial sequence 


Clostridiales; 


3581666 3581638 1 


Clostridia; 


Clostridia; 


complete sequence 


complete sequence 3543393 35448 
Bacillus. 


28 219846673|ref 


gi 


Clos 
ref 


Clostridiales; 


28 gi| 219846668 


Halanaerobiales; Halobact 
28 gi|219846667|ref 


Orenia. 


28 gi| 219846662 |ref 


Coryneba 


28 gi| 219846641 |ref 


Mi 


28 gi|219846636|ref 


Actinomycetace 

28 gi|219846623|ref|NR_026215.1 
3431175 343257 

Actinomycetales; Corynebac 

28 gi|219846621|ref|NR_026213.1 


Coryneba 


28 gi|219846612|ref 


Clostridiaceae; Clostridium. 
28 gi|219846589|ref|NR_026181.1 
sequence 3479494 348091 
Actinomycetales; Actinomy: 
28 gi| 219846588 |ref|NR_026180.1 
3480966 3482380 Actino 
Actinomycetace 
28 gi|219846578|ref|NR_026170.1 


Coriobacteri 


28 gi|219846575|ref 


Clostridium. 


28 gi|219846557|ref 


Clostridium. 


28 gi|219846553 


Bacillaceae; 


28 gi| 219846552 


28 gi|219846551|ref 


28 gi| 219846548 | ref 


28 gi|219846547|ref 


28 gi| 219846546 |ref 


28 219846543 |ref 


gi 


Clostridiales; Clost 


28 gi| 219846542 |ref 


Caloramator. 


3372496 337395 


3380149 3381618 Gordon 
cterineae; Gordoniaceae; 


45 Arthrobacter 


3412006 3413422 Actino 


3496207 349764 


3535585 3537088 Bacillus 


3537139 3538644 Bacillus 


3541838 3543342 Bacillus 


98 Bacillus 


3544949 3546454 Bacillus 


NR_026265.1 

336503 
tridiaceae; 
NR_026260.1 


eroidaceae; 
NR_026259.1 
NR_026254.1 
NR_026233.1 


crococcaceae 
NR_026228.1 


cterineae; C 


NR_026204.1 


ales; Coriob 


NR_026167.1 


NR_026149.1 


NR_026144.1 


NR_026143.1 


NR_026140.1 


NR_026139.1 


NR_026138.1 


NR_026135.1 
354957 
ridiaceae; C 
NR_026134.1 


28 gi| 219846521 |ref 


cohnii Bacteria; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Orenia marismortui 


76 Orenia marismortui Bacteria; 


Gordonia hydrophobica 
ia hydrophobica 
Gordonia. 
Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 
Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Corynebacterium 
5 Corynebacterium 

terineae; 


Corynebacterium 
bacterium xerosis 


orynebacteriaceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Actinomyces 
5 Actinomyces 
cineae; 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Coriobacterium 

1 Coriobacterium 

acterineae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Clostridium 

2 3551038 Clostridium 

lostridium. 
Caloramator indicus 


3551089 3552603 Caloramator indicus Bacteria; 
Clostridiaceae; 


NR_026113.1 


Clostridium 


stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; C 
28810 
strain BL 70/20 1 
Firmicutes; Clost 
28810 
cellobioparum str 
cellobioparum Bac 
28810 
strain R91/1468 1 
Firmicutes; Lacto 
28810 
strain NCIMB 629 

Firmicutes; Bacil 
28810 
strain NCIMB 1493 
Firmicutes; Bacil 
28810 
halophilum strain 
halophilum Bacter 
28810 
restrictus strain 
restrictus Bacter 
28810 
thermophilus stra 
thermophilus Bact 
28810 
chlororespirans s 
chlororespirans B 
28810 
strain Pasteur II 
Firmicutes; Clost 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


lostridium. 


3592506 3592478 1 28 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
3594034 3594006 1 28 gi 
ain DSM 1351 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostridi 
3600215 3600187 1 28 gi 


bacillales; Carnobacteriaceae; Dolosigra 
3609317 3609289 1 28 gi 


lales; Planococcaceae; Planococcus. 
3653180 3653152 1 28 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3665482 3665454 1 28 gi 
PER-K23 16S ribosomal RNA, partial sequ 
ia; Firmicutes; Clostridia; Clostridiale 
3677639 36776111 28 gi 
in BMA1 16S ribosomal RNA, partial seque 
eria; Deferribacteres; Deferribacterales 
3685143 3685115 1 28 gi 
train Co23 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clostri 
3710763 3710735 1 28 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3719733 3719705 1 28 


se 
le 


cl 


28810 Bacteria_16S 


gi 


219846513 
6S ribosomal RNA, partial sequence 3592199 35936 


ostridiu 


219846512 


sequence 
ales; Cl 


219846506 
6S ribosomal RNA, partial sequence 3599877 36013 


nulum. 


219846499 
16S ribosomal RNA, partial sequence 3608971 36104 


lales; Planococcaceae; Planococcus. 
3610798 3610770 1 28 gi|219846498 
16S ribosomal RNA, partial sequence 36104 


219846469 


quence 
s; Pepto 


219846461 


ence 
s; Pepto 


219846452 


nce 
; Deferr 


219846447 


quence 
diales; 


219846429 


37104 
ostridiu 


219846422 


strain 2585 16S r 
Firmicutes; Clost 
28810 
sporothermodurans 
sporothermodurans 
28810 
rugatobispora str 
rugatobispora Bac 
Thermomonosporace 
28810 
funditum strain p 
Bacteria; Firmicu 
28810 
hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


ibosomal RNA, 


complete sequence 


3719395 37209 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ridia; Clostridiales; Clostridiaceae; Cl 
3722813 3722785 1 28 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3725773 3725733 11 50 gi 
ain IFO 14382 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


1 
il 


tes; Lactobacillales; Carnobacteriaceae; 
3815739 38157111 28 gi 
rain R3 16S ribosomal RNA, partial seque 
cteria; Proteobacteria; Gammaproteobacte 


3829506 3829478 1 28 


28810 Bacteria_16S 


gi 


ostridiu 


219846419 


sequence 
laceae; 


219846417 


sequenc 


ae; Actinomadura. 
3811112 3811084 1 28 gi| 219846355 
£3 16S ribosomal RNA, partial sequence 38107 


Carnoba 


219846352 


nce 


ria; Chr 


219846342 


Actinomycetales; 


ATCC 35205 16S ri 
Firmicutes; Clost 


bosomal RNA, partial sequence 


3829173 38306 


ridia; 


28810 


flavefaciens stra 
Bacteria; 


28810 


strain ATCC 27255 
Firmicutes; 


28810 


strain 7 16S ribo 
Clostridia; 


28810 


cellulolyticus st 
cellulolyticus Ba 


28810 


strain 2917B 16S 
Firmicutes; 


28810 


strain ATCC 10379 
Bacteria; 


28810 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


Bacil 
Bacteria_16S 


Bacteria_16S 


Clostridia; 


Clostridia; 


Clostridiales; 


Clostridiales; 
3831048 3831020 1 
3832474 3832446 1 

Clostridiales; 
3833936 3833908 1 
3852046 3852018 1 


Firmicutes; 
3871782 38717541 


lales; Bacillales Family XI. 


3873369 38733411 


3879541 3879513 1 


Heliobacteriacea 


e; Helioba 


ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 
m. 
ref|NR_026104.1| Clostridium 

3593717 3595203 Clostridium 
ostridiaceae; Clostridium. 
ref |NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


ref|NR_026090.1| Planococcus citreus 
51 3611882 Planococcus citreus Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 


ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026053.1| Dehalobacter 

3665143 3666628 Dehalobacter 
coccaceae; Dehalobacter. 
ref|NR_026043.1| Deferribacter 

3677295 3678845 Deferribacter 
ibacteraceae; Deferribacter. 
NR_026038.1| Desulfitobacterium 
3684807 3686313 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref|NR_026020.1| Clostridium septicum 


25 3711931 Clostridium septicum Bacteria; 
m. 
ref|NR_026013.1| Clostridium chauvoei 
01 Clostridium chauvoei Bacteria; 
m. 
ref|NR_026010.1| Bacillus 
3722493 3723989 Bacillus 
Bacillus. 
ref|NR_026008.1| Actinomadura 


e 3725501 3726906 Actinomadura 
Streptosporangineae; 


ref|NR_025946.1| Carnobacterium 

56 3812276 Carnobacterium funditum 
cterium. 
NR_025943.1 
3815400 381690 


Halothiobacillus 
3 Halothiobacillus 


Clostridiales; 


28 


28 


16S ribosomal RNA, partial sequence 
Ruminococcaceae; 


28 


28 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family XI. 


Ruminococcu 


gi| 219846341 


in C94 16S ribosomal RNA, partial sequence 38307 
Ruminococcaceae; 


219846340 
38321 
Ruminococ 
219846339 


gi 


gi 


somal RNA, partial sequence 3833603 3835009 Rumin 
Ruminococcaceae; 


Ss. 


gi| 219846327 


rain CD2 16S ribosomal RNA, partial sequence 
cteria; 


ococcus albus 7 


ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref|NR_025904.1 


ella. 
ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 


Clostridia; Clostridiales; R 
28 gi|219846314 
3871442 38729 
Incertae Sedis; Gem 
28 gi| 219846313 
38730 
Incertae 
28 gi| 219846309 


ref|NR_025899.1 


omatiales; Halothiobacillaceae; 

ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 
cterium. 

ref |NR_025931.1| Ruminococcus 

35 3832122 Ruminococcus flavefaciens 
Ruminococcus. 

ref|NR_025930.1| Ruminococcus bromii 
73 3833552 Ruminococcus bromii Bacteria; 
cus. 

ref|NR_025929.1| Ruminococcus albus 


Bacteria; Firmicutes; 
Acetivibrio 

5 Acetivibrio 

Acetivibrio. 

Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Caloramator fervidus 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


Caloramato 


Yr. 


28810 Bacteria_16S 


3881112 3881084 1 


28 


gi| 219846308 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


thermocopriae Bacteria; 
Thermoanaerobacter. 


Firmicutes; Clostridia; 


28810 


brockii subsp. 


Thermoanaerobacte 


28810 


muriaticus strain 
Bacteria; 


28810 


amylolyticus stra 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


rales; 


3882684 3882656 1 28 


3896664 3896636 1 28 


X-1 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Lactobacillales; 


3904183 3904155 1 28 


finnii Bacteria; 


amylolyticus Bacteria; F 


28810 Bacteria_16S 


okeanokoites Bacteria; 
28810 Bacteria_16S 

IAM 12464 16S ribosomal 
Bacillales; Bacillaceae; 
28810 Bacteria_16S 
strain GS5-97 16S riboso 
Firmicutes; Bacillales; 
28810 Bacteria_16S 


F 


chungwhensis Bacteria; F 


3930176 3930148 1 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial 


3959619 3959591 1 


3993436 3993408 1 


4003917 4003889 1 
chungwhensis strain BH030062 16S ribosomal RNA, partial 


irmicutes; Bacillales; 


28 
irmicutes; Bacillales; 
28 
RNA, partial sequence 
Bacillus. 

28 
mal RNA, partial sequence 
Bacillaceae; Geobacillus. 
28 


irmicutes; Bacillales; 


Planococcaceae; 


Bacillaceae; 


28810 


R-7190 16S riboso: 
Bacillales; 


Bacteria_16S 


Bacil 


mal RNA, partial sequence 
laceae; 


4040307 4040279 1 28 


Bacillus. 


Thermoanaerobacterales; 


gi|219846307 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


219846297 
38963 


gi 


gi|219846292 


in NRRL NRS-290 16S ribosomal RNA, partial sequence 
Paenibacil 


laceae; 
219846274 
sequence 
Pl 
gi|]219846252 
3959295 39607 


gi 


gi|219846229 
3993148 39945 


219846222 
sequence 


gi 


gi| 219846196 


4039998 4041459 Bacil 


Firmicutes; 
Thermoanaerobacter. 


Tetragenococcus. 


Pontibacillus. 


28810 Bacteria_16S 4041765 4041737 1 28 gi|219846195 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 4043299 40432711 28 gi|219846191 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 


stackebrandtii Bacteria; 
Bacteria_16S 
vulcanalis strain 


28810 


Bacteria; 
28810 


Bacteria_16S 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 


4047878 4047850 1 28 gi 


4050814 4050786 1 28 gi 


ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 
28810 
strain 50-1 BON 1 
Firmicutes; 
Mahella. 

28810 
sanguinis strain 


28810 
strain GB8-1 16S 


Bacteria_16S 
Clostridia; 


Bacteria_16S 


Bacteria_16S 


Nocardioides. 


4076423 40763951 28 gi 


Thermoanaerobacterales; 
4082677 4082649 1 


28 gi 


219 


CsHg2 16S ribosomal RNA, partial sequence 40 
Firmicutes; Bacillales; Alicyclobacillaceae; 


219 


219 


6S ribosomal RNA, partial sequence 4076074 40 
Thermoanaerobacte 


219 


2301083 16S ribosomal RNA, partial sequence 
sanguinis Bacteria; 


Planococcaceae; 


846188 
475 


Alicyclobacillus. 


846186 


Actinomyc 


846168 
776 


846164 


Firmicutes; Bacillales; Paenibacillaceae; Pae 
4085683 4085655 1 28 gi|219846162 
ribosomal RNA, partial sequence 4085324 40868 


Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntr 
28810 Bacteria_16S 4102113 4102085 1 28 gi|219846151 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

28810 Bacteria_16S 4105113 4105085 1 28 gi| 219846149 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 41063 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

28810 Bacteria_16S 4117201 41171731 28 gi| 219846139 
strain ON59 16S ribosomal RNA, partial sequence 4116858 41183 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
28810 Bacteria_16S 4130913 4130885 1 28 gi|219846126 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 41305 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 
28810 Bacteria_16S 4132486 4132458 1 28 gi| 219846125 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 41336 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

28810 Bacteria_16S 4166458 4166430 1 28 gi| 219846102 


delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 


NR_025898.1 
8 
Thermoana 
ref|NR_025897.1 
388233 


ref|NR_025887.1 
31 3897842 Tetrag 
ref |NR_025882.1 
390383 
Paenibacillus. 
ref|NR_025864.1 
3929851 393132 
anomicrobium. 
ref |NR_025842.1 


ref |NR_025819.1 


NR_025812.1 
2 


NR_025786.1 
fordii Bacte 


ref|NR_025785.1 


ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025778.1 
66 4049023 Alicyc 


ref|NR_025776.1 
4050504 405187 
etales; Propioni 


ref|NR_025758.1 


rales Family IV. 


ref|NR_025754.1 

4082348 408382 
nibacillus. 
ref|NR_025752.1 


ophomonas. 
ref|NR_025741.1 


ref|NR_025739.1 
11 Paenibacillus 


ref|NR_025729.1 
54 Streptococcus 


ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025715.1 
65 Halobacillus 


Clostridia; 


77 Bacillus firmus Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 
8 3883860 
Tetragenococcus 


enococcus muriaticus 


Paenibacillus 
4 3905341 Paenibacillus 


Planomicrobium 
2 Planomicrobium 


Bacillus firmus strain 
Firmicutes; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Pontibacillus 
0 Pontibacillus 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Alicyclobacillus 
lobacillus vulcanalis 


Nocardioides 
7 Nocardioides 


bacterineae; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Paenibacillus 
2 Paenibacillus 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Streptococcus minor 
minor Bacteria; 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


NR_025692.1 
166170 416759 


ref 


rs 


Sulfitobacter 
8 Sulfitobacter 


28810 


28810 


Firmicutes; 
28810 


Bacteria; 
28810 


Firmicutes; 
28810 


ehimensis strain 
ehimensis Bacteria; 


28810 


Bacteria; 
28810 


Bacillales; 
28810 


28810 


Bacteria_16S 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
strain 1843-02 16S ribosomal RNA, partial sequence 
Lactobacillales; 
Bacteria_16S 
strain ATCC 29799 
Bacteroidetes; 
Bacteria_16S 
strain G2 16S ribosomal 
Bacillales; 


Bacteria_16S 
salicampi strain 
Firmicutes; 
Bacteria_16S 

JMM-4 16S ribosomal RNA, partial sequence 
Bacillaceae; 
Bacteria_16S 
hispanicus strain 
hispanicus Bacteria; 
Bacteria_16S 


4167940 4167912 1 28 gi 


Rhodobacterales; Rho 
4171050 4171022 1 28 gi 


Enterococcaceae; 
4192473 41924451 28 gi 
16S ribosomal RNA, partial sequence 
Bacteroidia; Bacteroidales; 
4196955 4196927 1 28 

RNA, partial sequence 
Bacillaceae; Anoxybacillus. 


Vagococcus. 


Bact 
gi 


SF-20 16S ribosomal RNA, partial sequenc 
Bacillales; Bacillaceae; Lentibacil 
4221221 4221193 1 28 gi 


Anaerobacillus. 

4224205 4224177 1 28 gi 

DSM 5352 16S ribosomal RNA, partial seq 

Firmicutes; Bacillales; Salinicoccus 
4231760 4231732 1 28 gi 


methylohalidivorans strain MB2 16S ribosomal RNA, partial 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteo 


Leisingera. 
28810 


28810 


28810 


28810 


28810 


28810 


28810 


28810 


28810 


Bacteria_16S 
marimammalium strain M54/01/1 16S ribosomal RNA, partia 
marimammalium Bacteria; 
Fungi_16S 
strain IFM 100 
Actinobacteria 
Fungi_16S 
strain IFM 078 
Actinobacteria 
Fungi_16S 
strain IFM 057 
Actinobacteria 
Fungi_16S 
strain IFM 100 
Actinobacteria 
Fungi_16S 
strain YZ-96 1 
Actinobacteria 
Fungi_16S 
strain IFM 024 
Actinobacteria 
Fungi_16S 
strain IFM 100 
Actinobacteria 


Fungi_16S 


219846101 


219846080 

4192139 4193621 Bacteroides capillosus 
eroidaceae; 
219846077 
4196627 4198008 Anoxybacillus 


Bacteria_16S 4198377 4198349 1 28 gi| 219846076 
KCTC 3748 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Paenibacillaceae; 
4208933 4208905 1 28 gi|219846069 


e 
lus. 


219846060 
4220889 4222400 Bacillus 


219846055 


uence 


219846047 


4242249 42422211 28 gi 
Firmicutes; Lactobacillales; 
332 281 1 50 gi 


35 16S ribosomal RNA, partial sequence 1 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678351 


1841 1790 1 50 gi 
4 16S ribosomal RNA, partial sequence 1564 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678350 


3379 3328 1 50 gi 
5 16S ribosomal RNA, partial sequence 3067 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678349 


4939 4888 1 50 gi 
84 16S ribosomal RNA, partial sequence 4616 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678348 


6495 6444 1 50 
6S ribosomal RNA, partial sequence 


gi 
6163 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678342 


7997 7946 1 50 gi 
5 16S ribosomal RNA, partial sequence 7721 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219857197 


9483 9432 1 50 gi 
88 16S ribosomal RNA, partial sequence 9174 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219857175 


10964 10913 1 50 gi 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae 


219846040 
1 sequence 
Streptococcaceae; 
265678352 


1514 


3016 


4565 


6112 


7670 


9123 


10588 


sequence 10639 
; Actinomycetales; 


dobacteraceae; 
219846099 
4170715 4172227 Vagococcus carniphilus Bacteria; 


Paenibacillus. 


Sulfitobacter dubius 
dubius Bacteria; 
Sulfitobacter. 

NR_025689.1| Vagococcus carniphilus 


ref |NR_025691.1 


ref 


ref|NR_025670.1| Bacteroides capillosus 
Bacteroides. 


ref|NR_025667.1| Anoxybacillus gonensis 


gonensis Bacteria; 
ref|NR_025666.1| Paenibacillus 
198059 4199510 Paenibacillus 


rs 


ref|NR_025659.1| Lentibacillus 


4208591 4210111 Lentibacillus salicampi 


ref|NR_025650.1| Bacillus macyae strain 


macyae Bacteria; Firmicutes; 


ref|NR_025645.1| Salinicoccus 
4223876 4225383 Salinicoccus 
ref 


NR_025637.1| Leisingera 


sequence 4231451 4232881 Leisingera 
bacteria; 


Rhodobacterales; Rhodobacteraceae; 
ref|NR_025630.1] Streptococcus 
4241925 4243424 Streptococcus 
Streptococcus. 
ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 
Nocardiaceae; Nocardia. 
NR_024803.1| Nocardia 
12137 Nocardia 
Corynebacterineae; 


ref 


Nocardiaceae; Nocardia. 


32224 121843 121897 1 


55 


265678981 


Bacteria_16S 


gi 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Deltaproteobacteria; 
Bacteria_16S 


32224 


233145 233199 1 55 gi 


12137 


Syntrophobacterales; Syntrophobacteraceae; 
265678907 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria 


Rhodobacter. 
32224 


Bacteria; 


32224 


Bacteria_16S 
wolinii strain DB 
Proteobacteria; Deltaproteobacteria; 
Syntrophobacter. 
Bacteria_16S 


1126362 1126416 1 55 gi 
16S ribosomal RNA, partial sequence 


1347384 1347438 1 55 gi 


; Rhodobacterales; 


253680772 


11259 


228720860 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 


fumaroxidans MPOB 
Syntrophobacteraceae; 
Bacteria_16S 


32224 


Bacteria; Proteobacteria; 
Syntrophobacter. 
3407868 3407922 1 


55 gi 


Deltaproteobacteria; 


219846640 


pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 


ref|NR_029289.1] Desulforhabdus 
3. 122854 Desulforhabdus amnigena 
Desulforhabdus. 
ref|NR_029215.1] Rhodobacter 
232719 234184 Rhodobacter 


Rhodobacteraceae; 


ref|NR_028020.1] Syntrophobacter 
86 1127376 Syntrophobacter wolinii 


Syntrophobacterales; Syntrophobacteraceae; 


ref|NR_027598.1] Syntrophobacter 
1346912 1348397 Syntrophobacter 
Syntrophobacterales; 


ref|NR_026232.1] Syntrophobacter 
3407396 3408881 Syntrophobacter 


pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; 


Syntrophobacter. 
32224 Bacteria_ 


strain CE2105 16S 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 Bacteria_ 


strain SE3104 16S 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 


16S 629295 629355 1 61 


ribosomal RNA, partial sequence 


gi 


16S 1851242 1851302 1 61 


ribosomal RNA, partial sequence 


gi 


97285 97339 1 


Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 

32224 Bacteria_16S 
strain Benl02 16S 


32224 Bacteria_16S 


Proteobacteria; 


250238 250292 1 


251720 251774 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


ain Bra2 16S ribosomal RNA, partial se 
teria; 


strain Benl104 16S 


ribosomal RNA, partial sequence 


251300 25272 


265678631 


628893 63029 
Rhodospiri 


219878301 


1850849 18521 


Syntrophobacterales; 


ref |NR_028936.1 


llac 
ref 


eae; 
NR_025440.1 


Syntrophobacteraceae; 


Roseospira marina 


8 Roseospira marina Bacteria; 
Roseosp 


ira. 
Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


Rhodospirillaceae; Roseospira. 

55 gi| 265678998 |ref|NR_029306.1| Desulfocapsa 
quence 96815 98277 Desulfocapsa 

Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
55 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
249819 251249 Amaricoccus veronensis Bacteria; 

hodobacteraceae; Amaricoccus. 

55 gi| 265678894 |ref|NR_029202.1| Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

32224 Bacteria_16S 350327 350381 1 55 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

32224 Bacteria_16S 476981 477035 1 55 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

32224 Bacteria_16S 583830 583884 1 55 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

32224 Bacteria_16S 2102711 2102765 1 55 gi|219878118|ref|NR_025257.1| Desulfonauticus 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
32224 Bacteria_16S 2152583 2152637 1 55 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

32224 Bacteria_16S 2158582 2158636 1 55 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

32224 Bacteria_16S 2163109 2163163 1 55 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

32224 Bacteria_16S 2630850 2630904 1 55 gi|219857238|ref|NR_024866.1| Methylarcula terricola 
strain hl 16S ribosomal RNA, partial sequence 2630432 2631792 Methylarcula terricola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 

32224 Bacteria_16S 2925937 2925991 1 55 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

32224 Bacteria_16S 3042786 3042840 1 55 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 
strain lacT 16S ribosomal RNA, partial sequence 3042319 3043795 Desulfovibrio zosterae Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

32224 Bacteria_16S 3085106 3085160 1 55 gi|219846865|ref|NR_026457.1| Paracoccus 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

32224 Bacteria_16S 3086551 3086605 1 55 gi|219846864|ref|NR_026456.1| Paracoccus 
denitrificans strain 381 16S ribosomal RNA, partial sequence 3086162 3087556 Paracoccus 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

32224 Bacteria_16S 3136021 3136075 1 55 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

32224 Bacteria_16S 3936155 3936209 1 55 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

32224 Bacteria_16S 3937589 3937643 1 55 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


32224 Bacteria_16S 


4134118 41341721 


55 


gi 


haeundaensis strain BC74171 16S ribosomal RNA, partial 


haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
32224 Bacteria_16S 
strain HQgoel 16S 
Proteobacteria; 
32224 Bacteria_16S 


112520 112579 1 


114118 114177 1 


60 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 


60 


strain DM-2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
32224 Bacteria_16S 


Deltaproteobacteria; 


542851 542914 1 


63 


strain JR 16S ribosomal RNA, partial sequence 


Deferribacteres; 
32224 Bacteria_16S 


kondratievae strain GB 16S ribosomal RNA, partial sequence 


Bacteria; 


32224 Bacteria_16S 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


conservatrix Bacteria; 
Desulforegula. 
32224 Bacteria_16S 


psychrophila strain LSv54 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


psychrophila Bacteria; 
Desulfotalea. 
32224 Bacteria_16S 


desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 
desulfuricans Bacteria; 


32224 Bacteria_16S 


Deferribacterales; 


847549 847603 1 


853313 853372 1 
Proteobacteria; 
926839 926898 1 
Proteobacteria; 


1058600 1058663 1 


1705190 1705253 1 


Deferribacteres; 


55 


60 


60 


63 


63 


strain HS-5 16S ribosomal RNA, partial sequence 


Actinobacteria; 


32224 Bacteria_16S 


thermophilus strain BMA1 16S ribosomal RNA, partial sequence 


thermophilus Bacteria; 
32224 Bacteria_16S 


longreachensis strain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; 


Desulfovibrio. 
32224 Bacteria_16S 
alaskensis strain 
Bacteria; 


32224 Bacteria_16S 


aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 
Deltaproteobacter 


aespoeensis Bacteria; 
Desulfovibrio. 
32224 Bacteria_16S 


3677776 3677839 1 


Deferribacteres; 
10800 10854 1 


50369 50423 1 


All 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


95742 95796 1 
Proteobacteria; 


253195 253249 1 


Proteobacteria; 


63 


gi 


112043 11359 
Syntrophobacterales; 


gi 


113641 11518 
Syntrophobacterales; 


gi 


542382 54390 


Deferribacteraceae; Deferribacter. 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


gi 


gi 


gi 


Deferribacterales; 


gi 


1704738 17061 
Rubrobacteridae; Thermoleophilales; Thermoleophil 


gi 


Deferribacteral 


55 


55 


55 


55 


gi 


complete sequence 
Deltaproteobac 


gi 


complete sequence 


gi 


gi 


kaplicensis strain Benl01 16S ribosomal RNA, partial se 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacter 


Amaricoccus. 
32224 Bacteria_16S 
strain B7-43 16S 
Proteobacteria; 


32224 Bacteria_16S 


362189 362243 1 


688379 688433 1 


55 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales 


55 


gi 


361716 36321 


gi 


catecholicum strain NZva20 16S ribosomal RNA, partial s 
Deltaproteobacte 


catecholicum Bacteria; 
32224 Bacteria_16S 


Proteobacteria; 
906623 906677 1 


55 


gi 


singaporensis strain S'pore Tl 16S ribosomal RNA, parti 
Deltaproteobact 


singaporensis Bacteria; 


Desulforhopalus. 
32224 Bacteria_16S 


Proteobacteria; 


1026572 1026626 1 


55 


gi 


acetoxidans strain ASRB2 16S ribosomal RNA, partial seq 


acetoxidans Bacteria; 
Desulfobacca. 
32224 Bacteria_16S 
magneticus strain 
Bacteria; 
32224 Bacteria_16S 


Proteobacteria; 


1368460 1368514 1 


RS-1 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfov 


1845145 1845199 1 


55 


55 


strain VC 5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


32224 Bacteria_16S 


strain MCS 25 16S ribosomal RNA, partial sequence 


2017264 2017318 1 


55 


Deltaproteobacter 


gi 


complete sequ 


gi 


1844748 18461 


gi 


219846124 
sequence 


265678987 


265678986 


265678690 


265678481 
84713 


265678477 
Desul 
265678427 
Desul 
265678338 


Defer 
219878404 


219846452 


es; Deferr 
265679056 
teria; Des 
265679030 
49907 


265678999 


ia; Desulf 
265678893 
quence 

ia; Rhodob 


265678813 


; Desulfov 
265678590 
equence 

ria; Desul 
265678440 
al sequenc 
eria; Desu 


265678360 
uence 
ia; Syntro 


228718692 
ence 13679 
ibrionales 
219878305 


219878184 


Rhodobacterales; 


Syntrophaceae; 


Syntrophaceae; 


ref|NR_025714.1 


rs 


ref |NR_029295.1 


ref|NR_029294.1 


ref|NR_028995.1 
0 Deferribacter 


ref |NR_028784.1 


ref|NR_028780.1 
852834 854357 
fobacterales; 


ref|NR_028729.1 
926361 927852 
fobacterales; 


ref|NR_028640.1 

1058138 105957 
ribacteraceae; 
ref|NR_025543.1 


aceae; 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; 
ref |NR_029364.1 

10342 11910 
ulfovibrionales; 


ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 
ref |NR_029307.1 
95265 96764 
ovibrionales; De 


ref|NR_029201.1 
252777 254201 
acterales; Rhodo 


ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; Des 
ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref |NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028662.1 
1026088 102759 
phobacterales; S 


ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_025444.1 


Maricaulis 
ref 


Paracoccus 


133716 4135123 Paracoccus 
Rhodobacteraceae; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 
Syntrophus. 


Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 
Syntrophus. 


Deferribacter abyssi 
abyssi Bacteria; 


Paracoccus 


2 848491 Paracoccus kondratievae 
Rhodobacteraceae; 


Paracoccus. 
Desulforegula 
Desulforegula 


Desulfobacteraceae; 


Desulfotalea 
Desulfotalea 


Desulfobulbaceae; 


Deferribacter 
3 Deferribacter 


Deferribacter. 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
Thermoleophilum. 


Deferribacter 
5 Deferribacter 


Deferribacter. 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Amaricoccus 
Amaricoccus 
bacteraceae; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
yphomonadaceae; 


NR_025323.1 


Maricaulis parjimensis 


2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 


32224 Bacteria_16S 
strain MCS 18 16S 


32224 Bacteria_16S 
washingtonensis s 
washingtonensis B 
Maricaulis. 
32224 Bacteria_16S 
thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 

32224 Bacteria_16S 
strain DM12 16S r 


32224 Bacteria_16S 
dechloracetivoran 
dechloracetivoran 
Desulfovibrionaceae; 
32224 Bacteria_16S 
inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 

32224 Bacteria_16S 
strain LSv514 16S 
Proteobacteria; D 
32224 Bacteria_16S 
aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 

32224 Bacteria_16S 
burkinensis strai 
Bacteria; Proteob 
32224 Bacteria_16S 
strain CVL 16S ri 
Proteobacteria; D 
32224 Bacteria_16S 
strain GSL-But2 1 
Proteobacteria; D 
32224 Bacteria_16S 
sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 

32224 Bacteria_16S 
thiophila strain 
Bacteria; Proteob 
32224 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 
Desulfofustis. 

32224 Bacteria_16S 


ria; 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partia 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteoba 


Desulfonatronovibrio. 
32224 Bacteria_16S 


vietnamensis strain G3 100 16S ribosomal RNA, partial s 
vietnamensis Bacteria; 


Desulfovibrio. 

32224 Bacteria_16S 
termitidis strain 
termitidis Bacter 
Desulfovibrio. 
32224 Bacteria_16S 
tamworthensis str 
tamworthensis Bac 
Amaricoccus. 
32224 Bacteria_16S 
gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 
32224 Bacteria_16S 


strain SRL4225 16S ribosomal RNA, partial sequence 


teria; 


s Bacteria; 


cteria; 


2018736 2018790 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


2020208 2020262 1 


train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


2235967 2236021 1 


ain MLF1 16S ribosomal RNA, partial se 
Proteobacteria; 


2334767 23348211 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


2355868 2355922 1 


s strain SF3 16S ribosomal RNA, partia 
Proteobacteria; 


Desulfovibrio. 
2415281 24153351 


HHO 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


2524139 2524193 1 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


2573901 2573955 1 


n ALA-3 16S ribosomal RNA, partial seq 
Deltaproteobacter 


Proteobacteria; 


2606204 2606258 1 


n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


2613952 2614006 1 


bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 


2641512 2641566 1 


3050346 3050400 1 


rain ThAcOl 16S ribosomal RNA, partial 
Proteobacteria; 


3160449 3160503 1 


NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 


3237860 32379141 


PerGlyS 16S ribosomal RNA, 
ia; Proteobacteria; Deltaproteobacteri 


3243906 3243960 1 


3313497 33135511 
Proteobacteria; 


3379054 3379108 1 


DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


3654817 3654871 1 


ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


3767409 3767463 1 


SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


4064520 4064566 9 


55 gi 


55 gi 


55 gi 
Deltaproteobact 


55 gi 


55 gi 
Deltaprote 
55 gi 


55 gi 


55 gi 


55 gi 


55 gi 


55 gi 


55 gi 
Deltaproteobac 


55 gi 


55 gi 
complete s 


55 gi 


55 gi 
Deltaproteobacte 
55 gi 


55 gi 


55 gi 


219878183 


2018337 20197 
homonada 


YP. 
219878182 


sequence 
cteria; 


219857575 
quence 


eria; 


219857505 


2334350 23357 
dobacter 


ho 
219857490 

x 

obacteria; 

219857450 

uence 

a; 


219857361 


2523668 25251 
esulfobu 


D 
219857285 
uence 
ia; Desulf 


’ 


219857264 
nce 26057 
ibrionales 
219857256 


2613469 26150 
Desulfov 


v 


219857230 


6S ribosomal RNA, partial sequence 2641027 26425 
eltaproteobacteria; Desulfobacterales; 


Desulfoba 
219846888 
sequence 
teria; Des 


219846815 
ce 31599 
omonadales 
219846762 
equence 

a; Desulfo 


219846758 
1 sequence 
cteria; De 


219846711 
equence 
ria; Desul 


219846663 
equence 
a; Desulfo 


219846468 
sequence 
eria; Rhod 


219846386 
sequence 
a; Desulfo 


55 gi 


219846176 


Rh 


Desu 


sequence 


Desulfo 


ref |NR_025322.1 


ceae; Maricauli 
ref |NR_025321.1 

2019809 202123 
odobacterales; H 


ref |NR_025163.1 
2235498 223697 
lfovibrionales; 
ref|NR_025093.1 
aceae; Paracoccu 
ref|NR_025078.1 

2355381 235691 
Desulfovibriona 


ref|NR_025038.1 

2414827 241631 
vibrionales; Des 
ref |NR_024949.1 
lbaceae; Desulfo 
ref|NR_024916.1 

2573428 257495 
ovibrionales; De 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref |NR_026480.1 
6 


vibrionales; 


ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026354.1 

3237371 323891 
bacterales; Desu 


ref |NR_026350.1 
3243444 324494 
sulfovibrionales 


ref |NR_026303.1 
3313036 331453 
fovibrionales; D 


NR_026255.1 
3378593 338009 
vibrionales; s 


ref|NR_026060.1 
3654403 365582 
obacterales; Rho 


ref|NR_025977.1 
3766971 376838 
vibrionales; Des 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
Ss. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Desulfonatronum 
8 Desulfonatronum 


Desulfonatronumaceae; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 

Desulfovibrio 
7 Desulfovibrio 
les; 


Desulfovibrio 
0 Desulfovibrio 


ulfovibrionaceae; 


Desulfotalea arctica 


53 Desulfotalea arctica Bacteria; 


talea. 
Desulfovibrio 

7 Desulfovibrio 

sulfovibrionaceae; 


Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Desulfovibrio 

7 Desulfovibrio 
Desulfovibrionaceae; 


Desulfuromonas 

uromonas thiophila 

aceae; Desulfuromonas. 
Desulfofustis 

7 Desulfofustis 

lfobulbaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


, 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


ref|NR_025766.1 


Desulfovibrio bastinii 


4064043 4065518 Desulfovibrio bastinii Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


32224 Bacteria_16S 
HTCC2155 strain H 


1371482 1371535 2 


55 


gi 


TCC2155 16S ribosomal RNA, partial seq 


228718145 
uence 


ref|NR_027571.1 
1371035 137251 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

32224 Bacteria_16S 1975702 1975751 11 60 gi|219878211|ref|NR_025350.1| Desulfobacula 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 
32224 Bacteria_16S 1978812 1978865 2 55 gi|219878209|ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
32224 Bacteria_16S 2396824 2396877 11 63 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

32224 Bacteria_16S 2722651 2722704 11 63 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

32224 Bacteria_16S 3953807 3953852 10 55 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

32224 Bacteria_16S 3955246 3955291 10 55 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

32224 Bacteria_16S 4172722 4172775 11 63 gi|219846098|ref|NR_025688.1]| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

32224 Bacteria_16S 247174 247226 12 63 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 
strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 248217 Thermotoga hypogea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

32224 Bacteria_16S 262084 262136 12 63 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

32224 Bacteria_16S 351760 351820 1 61 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

32224 Bacteria_16S 353222 353282 1 61 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

32224 Bacteria_16S 354681 354741 1 61 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

32224 Bacteria_16S 381729 381769 15 55 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

32224 Bacteria_16S 438893 438953 1 61 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

32224 Bacteria_16S 446543 446603 1 61 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

32224 Bacteria_16S 561242 561302 1 61 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

32224 Bacteria_16S 653589 653641 12 63 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

32224 Bacteria_16S 664164 664216 12 63 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

32224 Bacteria_16S 667206 667266 1 61 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
32224 Bacteria_16S 767857 767917 1 61 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

32224 Bacteria_16S 1093162 1093222 1 61 gi|265678314|ref|NR_028616.1| Acetobacter 


indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


1092739 109419 


2 Acetobacter 


32224 
orleanensis strai 
orleanensis Bacte 
Acetobacter. 
32224 
cibinongensis str 
cibinongensis Bac 
Acetobacter. 


Bacteria_16S 


Bacteria_16S 


1096049 1096109 1 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacteria; 


1405969 1406029 1 
ain 4H-1 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


61 


61 


32224 


strain CM243 16S 


32224 


auripigmenti stra 
auripigmenti Bact 


32224 


strain LMG 1746 1 


32224 


strain LMG 1625 1 


32224 


alexandrii strain 
alexandrii Bacter 


32224 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


32224 


strain ATCC 35585 
Firmicutes; 


32224 


strain H-8 16S ri 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1615220 1615272 3 55 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


1692879 1692931 12 63 


in OREX-4 16S ribosomal RNA, partial sequence 
eria; 


Firmicutes; Clostridia; 
1749320 1749380 1 61 


6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


1750812 1750872 1 61 


6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


1828252 1828292 15 55 


C116-18 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


1894061 1894105 11 55 


DSM 1741 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


2059972 2060024 12 63 


16S ribosomal RNA, partial sequence 
Clostridia; 


Eubacter 
61 


Clostridiales; 
2154044 21541041 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


2155553 2155605 12 63 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 
32224 
acetigenes strain 
Bacteria; 
Sporanaerobacter. 
32224 


thiooxidans Bacte 
Roseinatronobacte 
32224 


Bacteria_16S 
Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Rubrobacter. 


Clostridia; 


r. 


2254225 2254277 12 
Lup33 16S ribosomal RNA, partial sequence 22537 
Clostridiales; 


2336186 2336226 15 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 


ria; Proteobacteria; Alphaproteobacteria; 


2337615 2337667 12 


n LS-293 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; 


63 


55 


63 


strain BG29 16S ribosomal RNA, partial sequence 


Rubrobacteridae; 


Firmicutes; 


32224 


strain LBB1 16S r 


32224 


berrensis strain 
Bacteria; 


32224 


cycloheptanicus s 
cycloheptanicus B 


32224 


strain BS 16S rib 
Firmicutes; 


32224 


europaeus strain 
Bacteria; 


32224 


strain ORS 992 16 


32224 


histidinovorans strain Z-7940 16S ribosomal RNA, partial 
histidinovorans Bacteria; 


32224 


strain N2 16S ribosomal RNA, 


Bacteria_16S 
Bacteria_16S 
Firmicutes; 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


Clostridiales; 


2340698 2340738 15 55 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


2507471 2507523 12 63 


CTT3 16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales 
2785696 2785740 11 55 


train DSM 4006 16S ribosomal RNA, partial sequen 
acteria; Firmicutes; Bacillales; Alicyclobacillaceae; 


2975934 2975986 12 63 


osomal RNA, partial sequence 
Clostridia; 


Clostridiales; 


3003417 3003477 1 61 


DES11 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


3075889 3075949 1 61 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


3088062 3088106 11 55 
Firmicutes; 
3107512 3107552 15 55 


complete sequence 


Heliobacteriaceae; 


Clostridiaceae; 


Clostridia; 


gi|265678312 


gi|219857143 


gi|219878466 
1614821 16162 
gi|219878412 
Clostridiales; 

gi|219878374 


gi|219878373 


gi| 219878317 


gi|219878268 


219878150 
20595 
iaceae; Eubacteriu 

gi| 219857632 

2153652 21550 
Acetobacte 
219857631 


gi 


gi 
Rubrobacte 
gi| 219857563 


Clostridiales Fa 


gi|219857504 


Rhodob 


gi| 219857503 
2337153 23386 
Helioba 
gi|219857501 
2340265 23417 


219857372 

25070 

; Clostridiaceae; 
gi|219857126 


gi 


gi| 219846939 
2975480 29769 


219846921 
30029 


gi 


gi|219846871 
3075492 30769 


219846863 
sequence 
Clostridiales; 


gi 


1 sequence 
Rhodospirillales; 


Peptococcaceae; 


Acetobacteraceae; 


Rhodobacterales; 


Desulfovibrionales; 


Acetobacteraceae 


Clostridiaceae; 


ref|NR_028614.1 
1095628 109707 


ref|NR_024771.1 
1405568 140698 


ref|NR_025605.1 


NR_025551.1 
1692386 169391 


ref|NR_025513.1 


ref|NR_025512.1 
Acetobac 
ref|NR_025456.1 

1827843 182926 


ref|NR_025407.1 
1893578 189509 
Des 


ref |NR_025289.1 
20 2060972 Eubact 
m. 
ref |NR_025221.1 
raceae; Rubritep 
ref |NR_025220.1 
2155131 215660 
rales; Rubrobact 


ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


ref|NR_025092.1 

2335756 233710 
acterales; Rhodo 
ref|NR_025091.1 


cterium. 
ref|NR_025089.1 


aceae; 
ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024754.1 
ce 2785219 278673 


ref |NR_026531.1 


ref|NR_026513.1 
97 3004478 Glucon 


ref|NR_026463.1 


ref|NR_026455.1 
3087607 308909 


gi|219846850 


Hyphomonadaceae; 


Acetobacter 
0 Acetobacter 


Acetobacteraceae; 


Acetobacter 
1 Acetobacter 


Rhodospirillales; Acetobacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 
Woodsholea. 


Desulfosporosinus 
7 Desulfosporosinus 


Desulfosporosinus. 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 
Acetobacter. 


Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 
Acetobacteraceae; 


ter. 
Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Eubacterium sulci 
erium sulci Bacteria; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Rubrobacter 
6 Rubrobacter 
erineae; 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Roseinatronobacter 
2 Roseinatronobacter 


bacteraceae; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
Rhodobaca. 


Thermohalobacter 
halobacter berrensis 
Alicyclobacillus 

5 Alicyclobacillus 


Alicyclobacillus. 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 
Clostridium. 


Gluconacetobacter 
acetobacter europaeus 
; Gluconacetobacter. 
Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
Rhizobium/Agrobacterium group; Rhizobium. 


Natronincola 
0 Natronincola 


Natronincola. 


ref|NR_026442.1 


Rhodovulum robiginosum 


3107102 3108515 Rhodovulum robiginosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


32224 Bacteria_16S 3118100 3118160 1 61 gi| 219846843 
intermedius strain TF2 16S ribosomal RNA, complete sequence 31176 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

32224 Bacteria_16S 3154243 3154295 12 63 gi|219846819 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 31537 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 

32224 Bacteria_16S 3230106 3230158 12 63 gi| 219846767 


strain DSM 10022 


16S ribosomal RNA, partial sequence 3229651 32311 


30 Peptoniphilus 


ref|NR_026435.1] Gluconacetobacter 

80 3119160 Gluconacetobacter intermedius 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_026411.1| Desulfosporosinus 

64 3155274 Desulfosporosinus orientis 
Desulfosporosinus. 

ref|NR_026359.1| Peptoniphilus ivorii 


ivorii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

32224 Bacteria_16S 3553074 35531341 61 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

32224 Bacteria_16S 3569733 3569793 1 61 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

32224 Bacteria_16S 3940481 3940541 1 61 gi|219846265|ref|NR_025855.1| Rhodobium marinum 


strain BN 126 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

32224 Bacteria_16S 4072013 4072065 12 63 gi|219846171|ref|NR_025761.1 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 407304 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 
Soehngenia. 

32224 Bacteria_16S 4076540 4076592 3 55 gi|219846168|ref|NR_025758.1 


strain 50-1 BON 1 


ribosomal RNA, partial sequence 


3940082 39414 


6S ribosomal RNA, partial sequence 4076074 40776 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacte 
Mahella. 

32224 Bacteria_16S 4212139 4212191 12 63 gi| 219846067 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

32224 Bacteria_16S 100342 100385 12 55 gi| 265678996 
strain SL-4 16S ribosomal RNA, complete sequence 99832 10139 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

32224 Bacteria_16S 150542 150585 12 55 gi| 265678962 


strain W6 16S rib 
Firmicutes; Clost 


ridia; 


osomal RNA, partial sequence 
Clostridiales; 


Clostridiaceae; 


150066 15156 


32224 


strain 6VI 16S ri 


Bacteria_16S 


182572 182615 12 


55 


bosomal RNA, partial sequence 


gi 


182124 18361 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
32224 Bacteria_16S 328950 328993 12 55 gi| 265678841 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequenc 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Sedimentibacter. 

32224 Bacteria_16S 371083 371134 10 61 gi| 265678807 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Pseudovibrio. 

32224 Bacteria_16S 372584 372623 16 55 gi| 265678806 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sph 
Sphingomonas. 

32224 Bacteria_16S 417248 417291 12 55 gi| 265678776 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Pep 
32224 Bacteria_16S 567334 567397 1 63 gi| 265678674 


strain ID131577 1 
Actinobacteria; 
32224 
indolicum strain 

Bacteria; Proteob 
32224 
cetonica strain 4 
Bacteria; Proteob 
32224 
strain OS Hl 16S 

Firmicutes; Clost 
32224 


R 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ubrobacteridae; Solirubrobacterales; C 
685272 685319 13 60 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
686838 686885 13 60 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
850340 850383 12 55 gi 
ribosomal RNA, partial sequence 


ridia; Clostridiales; Heliobacteriacea 


6S ribosomal RNA, partial sequence 566874 56834 


ce 


849874 85135 
e; 


Clostridiu 
265678941 


onexibacte 
265678592 
68477 
acterales; 
265678591 
68634 
acterales; 
265678479 


Heliore 


883646 883693 1 48 gi 


rales Family IV 


ref|NR_025657.1 


71 Afifella marina Bacteria; 


Soehngenia 
4 Soehngenia 


Incertae Sedis; 


Incertae Sedis; 


Mahella australiensis 
04 Mahella australiensis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Mm. 
ref |NR_029146.1 


ref|NR_029304.1| Halobacillus litoralis 
0 Halobacillus litoralis Bacteria; 
ref|NR_029270.1| Clostridium litorale 

6 Clostridium litorale Bacteria; 

m. 

ref|NR_029249.1| Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Sedimentibacter 


e 328486 329942 
Clostridiales F 


Sedimentibacter 
amily XI. Incertae 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


ref |NR_029112.1 
370665 372098 


obacterales; Rho 


ref|NR_029111.1 
372149 373610 
ingomonadales; S 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


ref|NR_029081.1 
416856 418235 
tostreptococcace 
ref |NR_028979.1 
3  Conexibacter woesei Bacteria; 
raceae; Conexibacter. 
ref|NR_028897.1| Desulfobacterium 
4 686292 Desulfobacterium indolicum 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_028896.1| Desulfosarcina 
3 687857 Desulfosarcina cetonica 
Desulfobacteraceae; Desulfosarcina. 
ref|NR_028782.1| Heliorestis baculata 
8 Heliorestis baculata Bacteria; 
stis. 


Tepidibacter 
Tepidibacter 

ae; Tepidibacter. 
Conexibacter woesei 


265678455 


hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 


hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfacinum. 


Synt 


ref|NR_028757.1| Desulfacinum 
883190 884650 Desulfacinum 
rophobacterales; Syntrophobacteraceae; 


32224 Bacteria_16S 
strain PSv29 16S 
Proteobacteria; 

32224 Bacteria_16S 
strain BT-H1 16S 


ribosomal RNA, 


925297 925344 13 


939106 939149 12 55 


60 
ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


complete sequence 


gi 


gi 


924822 92631 


938639 94015 


265678428 |ref 


Desulfobacter 
265678419 |ref 


NR_028730.1 


aceae; Desul 
NR_028721.1 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

32224 Bacteria_16S 994643 994686 12 55 gi| 265678381 |ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

32224 Bacteria_16S 1063177 1063220 12 55 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

32224 Bacteria_16S 1067640 1067679 16 55 gi|265678332|ref|NR_028634.1| Sphingomonas 
yabuuchiae strain A1-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

32224 Bacteria_16S 1100553 1100596 12 55 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224 Bacteria_16S 1143030 1143081 10 61 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

32224 Bacteria_16S 1176380 1176423 12 55 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224  Bacteria_16S 1203605 1203668 1 63 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

32224 Bacteria_16S 1205112 1205175 1 63 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

32224 Bacteria_16S 1208158 1208221 1 63 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 


Bacteria; Actinobacteria; 


Coriobacteridae; 


Coriobacteriales; 


Coriobac 


terineae; 


Cryptobacterium. 

32224  Bacteria_16S 1244396 1244439 12 55 gi|219857537|ref|NR_025125.1 
metallireducens strain 853-15 16S ribosomal RNA, partial sequence 1243915 124542 
metallireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 
32224 Bacteria_16S 1341170 1341213 12 55 gi|228721140|ref|NR_027603.1 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulf 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae 

32224 Bacteria_16S 1398528 1398571 12 55 gi|228715357|ref|NR_027529.1 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmat 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
32224 Bacteria_16S 1400015 1400054 16 55 gi|228715353|ref|NR_027525.1 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichi 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
32224 Bacteria_16S 1407446 1407485 16 55 gi| 219846657 |ref|NR_026249.1 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 140703 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingobium. 

32224 Bacteria_16S 1504664 1504707 12 55 gi|219846440|ref|NR_026031.1 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 150555 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubac 
32224 Bacteria_16S 1702201 1702244 12 55 gi|219878406|ref|NR_025545.1 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

32224 Bacteria_16S 1767512 1767555 12 55 gi|219878359|ref|NR_025498.1 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedime 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 
Sedimentibacter. 

32224 Bacteria_16S 1823800 1823843 12 55 gi|219878320|ref|NR_025459.1 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

32224 Bacteria_16S 1955987 1956026 16 55 gi|219878224|ref|NR_025363.1 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
32224 Bacteria_16S 2104271 2104314 12 55 gi| 219878117 |ref|NR_025256.1 


Coriobacteriaceae; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Desulfitobacterium 
itobacterium hafniense 


; Desulfitobacterium. 


Gemmatimonas 
imonas aurantiaca T-27 


Sphingomonas wittichii 
i RW1 Bacteria; 

monas. 

Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Halobacillus 

cillus karajensis 


Sedimentibacter 
ntibacter saalensis 


e Sedis; 


Halobacillus trueperi 
cillus trueperi 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Anoxynatronum 


sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 


32224 Bacteria_ 
strain HSL-3 16S 
Firmicutes; 
32224 


Bacil 


16S 2119424 2119467 12 55 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 


gi 


2118933 21204 


219857655 |ref 


219857634|ref 


NR_025244.1 
54 Halobacillus 


salinus Bacteria; 


Halobacillus salinus 


strain ALC-2 16S 


Bacteria_16S 2151134 2151173 16 55 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


gi 


Sphingomonadales; 


2150729 21521 


Erythrobac 


NR_025223.1 


teraceae; Porphy 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 


32224 Bacteria_ 
fermentum strain 
Bacteria; 
32224 Bacteria_ 


indicus strain CI 
T 
Thermodesulfatato 


15286 Bacteria; 


32224 


Firmicu 


16S 2190583 2190626 12 55 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
16S 2223704 2223747 12 55 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
ree 

2237487 2237530 12 


219857605 
ence 21901 
illus. 
219857583 
ence 22232 
teriales; 


ref 


ref 


Ther 


ref 


NR_025193.1 
08 2191561 Amphi 


NR_025171.1 
20 2224715T 
modesul 


Amphibacillus 
bacillus fermentum 

Thermodesulfatator 
hermo 


fobacteriaceae; 


desulfatator indicus DSM 


californiensis st 


Bacteria_16S 


55 gi 


rain APO 16S ribosomal RNA, partial se 


219857574 
quence 


NR_025162.1 
2237029 223848 


Tindallia 
3 Tindallia 


californiensis Ba 
32224 


cteria; 
Bacteria_16S 


2268211 2268258 13 


Firmicutes; Clostridia; 


60 


strain Pl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


32224 


Clostr 


idiales; C 
gi| 219857554 
2267708 22692 


lostridiaceae; Tindallia. 
ref|NR_025142.1| Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 


Bacteria_16S 


2339165 2339208 12 55 gi 


sulfidophilum strain BR4 16S ribosomal RNA, complete se 


sulfidophilum Bac 
32224 
strain LYP 16S ri 
Proteobacteria; 
32224 


Actinobacteria; 
32224 
meridiei strain S 
Bacteria; 
32224 
acidaminophilum s 
acidaminophilum B 
32224 
strain SEBR 4211 

Firmicutes; Clost 
32224 
halotolerans stra 
Bacteria; Firmicu 
32224 
toyohensis strain 
TOBE Bacteria; Fi 
32224 
strain B3-1 16S r 
Proteobacteria; 
32224 
transvaalensis st 
transvaalensis Ba 
32224 
halophilum strain 
halophilum Bacter 
32224 
thiosulfatigenes 
thiosulfatigenes 
32224 
strain 2Z-7934 16S 
Firmicutes; Clost 
32224 
oxalivorans strai 
oxalivorans Bacte 
32224 
oxalaticus strain 
Bacteria; Firmicu 
32224 
sibiricus strain 

sibiricus Bacteri 
Sandaracinobacter 
32224 


Bacteria_16S 


D 
Bacteria_16S 
ATcC 700122 16S r 
12; 
Bacteria_16S 


Firmicu 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; Firmicutes; Clostridia; Clostri 
2472898 2472945 13 60 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2519581 2519644 1 63 gi 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
2547866 2547909 12 55 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2564668 2564711 12 55 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2615538 2615581 12 55 gi 


ridia; Clostridiales; Clostridiales Fa 
2627821 2627864 12 55 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2755454 2755517 1 63 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2782606 2782657 4 55 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2794648 2794691 12 55 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
2877290 2877333 12 55 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
3027510 3027553 12 55 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3101512 3101555 12 55 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3121109 3121152 12 55 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3122656 3122699 12 55 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3197054 3197093 16 55 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


3261832 3261871 16 55 


2472404 24737 


2519150 25206 


16S ribosomal RNA, partial sequence 2615060 26165 


2782197 27836 


3101054 31025 


Desulfoba 
219857502 
quence 

diales; He 
219857401 


cteraceae; Desul 
ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 
ref |NR_024989.1 
hace 
ref 


s; Syntrop 
219857364 


ae; Smithell 
NR_024952.1 


obacterine 
219857345 
25473 
occaceae; 

219857291 
ial sequen 
ridiales; 

219857255 


ae; Coriobacteri 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024886.1 


mily XII. 

219857246 
nce 26273 
acillus. 

219857149 
nce 27549 
erales; Th 
219857128 


Incertae Sedis; 
ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024756.1 


otrichacea 
219857120 
sequence 
idiales; C 
219856873 
quence 

e; Salimic 
219846905 
ial sequen 
tridiales; 
219846854 


e; Thiothrix. 
ref |NR_024748.1 
2794179 279557 
lostridiaceae; A 
ref|NR_024692.1 
2876799 287831 
robium. 
ref |NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 


ref|NR_026446.1 


Tindallia. 
219846841 |ref|NR_026433.1 
equence 3120644 312214 
llaceae; Aneurinibacillus 
219846840 | ref |NR_026432.1 
ence 3122191 3123687 Ammoni 
urinibacillus group; Ammon 
219846790] ref |NR_026382.1 
uence 196654 319807 
Sphingomonadales; Sphing 


w 


’ 


219846746 |ref 


gi 


fofaba. 
Heliobacterium 

4 Heliobacterium 
Heliobacterium. 
Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Desulfosporosinus 
osporosinus meridiei 
Ss. 
Eubacterium 
8 Eubacterium 
Eubacterium. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Gracilibacillus 
ibacillus halotolerans 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Alkaliphilus 
1 Alkaliphilus 
lkaliphilus. 

Salimicrobium 
5 Salimicrobium 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Ammoniphilus 

0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


NR_026338.1 


Sphingomonas trueperi 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 


Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


Sphingomonadaceae; Sphingo: 


monas . 


32224 Bacteria_16S 3362433 3362476 12 55 gi| 219846675 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 33634 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

32224 Bacteria_16S 3665631 3665674 12 55 gi|219846461 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Pepto 
32224 Bacteria_16S 3685292 3685335 12 55 gi|219846447 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; 
32224 Bacteria_16S 3776507 3776550 12 55 gi| 219846379 
norvegica strain A8444 16S ribosomal RNA, partial sequence 37759 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterale 
Thermodesulforhabdus. 

32224 Bacteria_16S 3829631 3829674 12 55 gi| 219846342 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 38306 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Helioba 
32224 Bacteria_16S 3899774 3899825 10 61 gi|219846295 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 39007 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
32224 Bacteria_16S 4094887 4094934 13 60 gi| 219846156 
strain P2 16S ribosomal RNA, partial sequence 4094388 40957 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 
32224 Bacteria_16S 4132635 4132678 12 55 gi|219846125 


strain MSS-155 16 


Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

32224 Bacteria_16S 4183432 4183475 12 55 gi| 219846088 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Pept 
32224 Bacteria_16S 5013 5059 15 61 gi| 265679060 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
32224 Bacteria_16S 6475 6521 15 61 gi| 265679059 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
32224  Bacteria_16S 7932 7978 15 61 gi| 265679058 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
32224 Bacteria_16S 62573 62619 15 61 gi| 265679022 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
32224 Bacteria_16S 92544 92582 17 55 gi| 265679001 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Defer 
32224 Bacteria_16S 98805 98847 13 55 gi| 265678997 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
32224 Bacteria_16S 141550 141592 13 55 gi| 265678968 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desu 
Desulfuromusa. 

32224 Bacteria_16S 143033 143075 13 55 gi| 265678967 


strain Kysw2 16S ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


32224 


Bacteria_16S 


199472 199514 13 


55 


gi 


4132144 41336 


142594 14403 


; Desulfur 
265678930 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 

32224 
strain I66 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
Bacteria_16S 


32224 
CFN 42 16S riboso: 
Alphaproteobacter 
32224 
sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


Bacteria_16S 


Bacteria_16S 


in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


260563 260609 15 61 
bosomal RNA, partial sequence 


gi 


272654 272700 15 

mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; Rhizobi 
280239 280281 13 55 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


61 gi 


equence 
ria; 


265678887 
260171 26154 
biaceae; 
265678878 
272240 273697 Rhizo 
um/Agrobac 
265678873 
quence 
teria; 


Desul 


R 


Des 


32224 


Bacteria_16S 


284853 284895 13 


rhabdoformis stra 
Bacteria; Proteob 
32224 


55 


gi 


265678870 


ence 28438 


Bacteria_16S 


in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
292507 292557 10 60 gi 


acterales; 
265678865 


ref |NR_026267.1 
41 Salimicrobium 


ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref |NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref |NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 
ref|NR_025932.1 
ium. 
NR_025885.1 


cter 
ref 


acea 
ref 


e; Roseibiu 
NR_025746.1 


cter 
ref 


aceae; Desul 
NR_025715.1 


ref|NR_025678.1 
183005 418440 
ostreptococcacea 


ref|NR_029368.1 


rs 


tonella. 
NR_029367.1 


Bar 
ref 


tonella. 
NR_029366.1 


Bar 
ref 


tonella. 
NR_029330.1 


Bar 
ref 


hizobium/Agrobac 
ref|NR_029309.1 
92051 93594 
ribacteraceae; G 
NR_029305.1 
99781 Desulf 
ulfobulbacea 
NR_029276.1 
141109 142543 
1lfuromonadales; 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref|NR_029238.1 

198985 200521 
furomonadales; P 
ref|NR_029195.1 
hizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029179.1 

279814 281221 
ulfuromonadales; 


ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 


Salimicrobium album 
album Bacteria; 


Dehalobacter 
8 Dehalobacter 
obacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
m. 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Halobacillus locisalis 


65 Halobacillus locisalis Bacteria; 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Geovibrio 

Geovibrio 

eovibrio. 

Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Pelobacter 
Pelobacter 
elobacteraceae; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Geobacter 

Geobacter 
Geobacteraceae; 


Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 


ref|NR_029171.1 


actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 


Aggregatibacter 
292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 
32224 
strain Illinois 1 


Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


asteurellaceae; Aggregatibacter. 


306080 306134 1 55 gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 


32224 
subsp. berkhoffii 
subsp. berkhoffii 
32224 
lituiforme strain 
Bacteria; Proteob 
32224 
subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 

32224 
strain 5424 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


318183 318229 15 61 gi 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
363652 363698 15 61 gi 
FailI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
431098 431144 15 61 gi 
in MDA5605 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


448089 448135 15 61 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 
strain AU476 16S 


Bacteria_16S 


464846 464892 15 61 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 
strain SCII24 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
Bacteria_16S 


32224 
grignonense strai 
grignonense Bacte 
32224 
aurantiaca strain 
Bacteria; Proteob 
32224 
strain TH-3 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


677939 677985 15 61 
ribosomal RNA, partial sequence 


gi 


Bruce 
679384 679430 15 61 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
697531 697577 15 61 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
715348 715394 15 61 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


32224 
strain MDA5527 16 


Bacteria_16S 


741479 741525 15 61 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 
strain 3-p 16S ri 


Bacteria_16S 


742974 743020 15 61 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 
strain CCBAU 7190 


Bacteria_16S 


794007 794053 15 61 gi 
B 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


32224 
mexicanus strain 
Bacteria; Proteob 
32224 
strain Kl 16S rib 
Proteobacteria; D 
32224 
fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 

32224 
strain SH22623 16 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


858021 858063 13 55 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
859576 859618 13 55 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
970003 970045 13 55 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


1025059 1025105 15 61 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


32224 
ryukyuensis strai 
ryukyuensis Bacte 
32224 
strain W1-2B 16S 


Bacteria_16S 


Bacteria_16S 


1055536 1055578 12 54 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1069141 1069187 15 61 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


32224 
strain JCM 21370 


Bacteria_16S 


1070632 1070678 15 61 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 
strain 21F-2 16S 


Bacteria_16S 


1079453 1079499 15 61 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 
strain NBRC 13755 
Bacteria; Proteob 
32224 


Bacteria_16S 


Bacteria_16S 


1094623 1094669 15 61 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1109712 1109766 10 63 gi 


Proteobacteria; Gammaproteobacteria; 


265678856 


plasmatace 
265678848 
ial sequen 
bacteria; 

265678812 
ence 36326 
terales; C 
265678767 
sequence 

ria; Rhodo 


265678756 


447654 44913 


Acetobacte 
265678741 


464412 46582 


Rhodospiri 
265678597 


677507 67890 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678584 
nce 69711 
terales; C 
265678571 


714920 71638 


obacteriac 
265678553 


741046 74252 


Acetobacte 
265678551 


742578 74395 


Rhodospiri 
265678516 

79361 
biaceae; R 
265678473 
ce 85752 
ibrionales 
265678472 


859076 86059 


; Geobacte 
265678397 
uence 
teria; Des 


265678361 


1024681 10260 


biaceae; R 
265678340 
uence 

ae; Parali 
265678331 


1068707 10701 


aulobacter 
265678330 


16S ribosomal RNA, partial sequence 1070184 10716 


Rhodospiri 
265678323 


1079018 10804 


Acetobacte 
265678313 
10942 
rillales; 
265678302 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 


ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_029153.1 
ce 317746 319177 
Rhizobiales; Bar 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref |NR_029072.1 
430661 432145 
spirillales; Ace 
ref |NR_029061.1 
race 
ref 


ae; Roseomon 
NR_029046.1 


llaceae; Inquili 
ref |NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref|NR_028901.1 
678955 680426 
iales; Brucellac 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref |NR_028876.1 


Aminobacte 
NR_028857.1 


eae; 
ref 


race 
ref 


ae; Roseomon 
NR_028855.1 


llaceae; Rhodoci 
ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref|NR_028775.1 


raceae; Geobacte 
ref |NR_028699.1 

969528 971049 
ulfovibrionales; 


ref |NR_028663.1 
hizobium/Agrobac 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundi: 
ref |NR_028632.1 


llac 
ref 


eae; Tistrel 
NR_028625.1 


raceae; Acetobac 
ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 


Neorickettsia risticii 
risticii Bacteria; 
Be 

Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
r. 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 

Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 

Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


ns 
Desulfovibrio 
Desulfovibrio 

Desulfovibrionaceae; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Paraliobacillus 
2 Paraliobacillus 


Brevundimonas nasdae 
nasdae Bacteria; 


monas. 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 

Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 


, 


ref|NR_028604.1 
1109258 111072 


Collinsella 
0 Collinsella 


aerofaciens Bacteria; Actinobacteria; 
Coriobacteriaceae; 


32224 


strain AAFu3 16S 
Deferribacteres; 


32224 


acetiphilus DSM 1 
12809 Bacteria; 


32224 


schoenbuchensis s 
schoenbuchensis B 


32224 


niigataensis stra 
niigataensis Bact 


32224 


aminovorans strai 
aminovorans Bacte 


32224 


temperatum strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Deferribacteres; 


Collinsella. 


1149127 1149165 17 


1196045 1196083 17 


1232263 1232309 15 


1238356 1238402 15 


in DSM7050 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacteri 


1239872 1239918 15 


1242860 1242906 15 


55 


ribosomal RNA, partial sequence 
Deferribacterales; 


55 


61 


61 


61 


61 


Coriobacteridae; 


gi 


gi 


2809 16S ribosomal RNA, partial sequence 
Deferribacterales; 


gi 


train R1 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


gi 
partial 


gi 


n DSM7048 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


gi 


SDW 018 16S ribosomal RNA, partial sequence 


1148654 11501 
Deferribacteraceae; 


Deferribacter 


Coriobacte 
253680757 


Geovibrio 
228715574 
11955 


219878271 


Rh 
219878163 
sequence 

a; Rhizo 
219878162 


Rhizob 
219878114 


riales; 


ref|NR_028005.1 


Coriobacterineae; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


ref|NR_027535.1 


Denitrovibrio 


65 1197080 Denitrovibrio acetiphilus DSM 


aceae; 
ref |NR_025410.1 
1231844 123328 
izobiales; 
NR_025302.1 
1237929 123939 
biales; 
ref|NR_025301.1 

1239445 124091 
iales; 
ref|NR_025253.1 

1242462 124386 


Bartonellaceae; 


temperatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 

32224 Bacteria_16S 1268457 1268499 13 55 gi|219846421|ref|NR_026012.1 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 126947 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Desulfuromonas. 

32224 Bacteria_16S 1270020 1270062 13 55 gi|219846400|ref|NR_025991.1 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 127096 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfonema. 

32224 Bacteria_16S 1271477 1271519 13 55 gi|219846399|ref|NR_025990.1 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

32224 Bacteria_16S 1275818 1275864 9 55 gi|219846179|ref|NR_025769.1 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 12753 

Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
32224 Bacteria_16S 1289415 1289469 1 55 gi|219846501|ref|NR_026093.1 


strain VPI 0546 1 
Actinobacteria; 


32224 


506 16S ribosomal RNA, complete sequence 1305606 1307012 Stark 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
32224 Bacteria_16S 1339594 1339640 15 61 gi| 228721340 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacter 


Bacteria_16S 


Magnetospirillum. 


6S ribosomal RNA, 
Coriobacteridae; 


1306017 1306063 15 


61 


complete sequence 1289055 12904 
Coriobacteriales; 


gi 


Coriobacterine 


219846269 


sequence 


Denitrovibrio. 


Bartonella 
9 Bartonella 
Bartonella. 
Aminobacter 
4 Aminobacter 


Phyllobacteriaceae; Aminobacter. 


Aminobacter 
4 Aminobacter 


Phyllobacteriaceae; Aminobacter. 


Mesorhizobium 
4 Mesorhizobium 


Phyllobacteriaceae; Mesorhizobium. 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Desulfonema 
5 Desulfonema 


sulfobacteraceae; 


Desulfonema magnum DSM 
Proteobacteria; 


Chromohalobacter 


63 1276810 Chromohalobacter sarecensis 


Chromohalobacter. 
Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


ae; 
ref 
eya 


NR_025859.1 


ref|NR_027605.1 
1339181 134062 


ia; Rhodospirill 


novella Bacteria; 


Coriobacteriaceae; Atopobium. 


Starkeya novella DSM 
Proteobacteria; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


32224 Bacteria_16S 1353368 1353414 15 61 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

32224 Bacteria_16S 1485134 1485180 15 61 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

32224 Bacteria_16S 1486651 1486697 15 61 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
32224 Bacteria_16S 1492702 1492748 15 61 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

32224 Bacteria_16S 1503116 1503162 15 61 gi|219846475|ref|NR_026067.1| Rhizobium tropici 
strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
32224 Bacteria_16S 1515091 1515137 15 61 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

32224 Bacteria_16S 1569429 1569475 15 61 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

32224 Bacteria_16S 1580035 1580081 15 61 gi|219878491|ref|NR_025251.1| Sinorhizobium 


americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 


1579624 158106 


0 Sinorhizobium 


americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Sinorhizobium/Ens 


ifer group; Sinorhizobium. 


32224 
lipocyclicus stra 
lipocyclicus Bact 
32224 
strain DSM 5901 1 


Bacteria_16S 


Bacteria_16S 


1581545 1581591 15 61 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1647121 1647167 15 61 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 
DSM 5900 16S ribo 
Alphaproteobacter 
32224 
gallinifaecis str 
gallinifaecis Bac 
32224 
echinoides strain 
echinoides Bacter 
32224 
chacoense strain 
Bacteria; Proteob 
32224 
strain DSM 5651 1 
Proteobacteria; D 
32224 
strain DSM 12838 
Proteobacteria; 
32224 
denitrificans str 
denitrificans Bac 
Thiobacillus. 
32224 
doebereinerae str 
doebereinerae Bac 
Azospirillum. 
32224 
macestii strain M 
Bacteria; Proteob 
32224 
jannaschiana stra 
jannaschiana Bact 
32224 
strain DSM 2665 1 


D 


32224 
strain ATCC 15257 
Bacteria; Proteob 
32224 
strain ATCC 15253 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1648618 1648664 15 61 gi 


1656256 1656302 15 61 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1703693 1703739 15 61 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1889413 1889459 15 61 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1895641 1895683 13 55 gi 


eltaproteobacteria; Desulfobacterales; 
1933286 1933328 13 55 gi 


eltaproteobacteria; Desulfovibrionales 
1963699 1963753 1 55 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


1969627 1969673 15 61 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


1977259 1977301 13 55 gi 
-9 16S ribosomal RNA, partial sequence 


2012858 2012904 15 61 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2014318 2014364 15 61 gi 


H 
2021694 2021740 15 61 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023183 2023229 15 61 gi 

16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


32224 
strain IBS 506 16 


Bacteria_16S 


2075176 2075222 15 61 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


32224 
strain IBS 382 16 
Proteobacteria; A 
32224 
aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 
32224 
strain KMM 3582 1 
Proteobacteria; G 
32224 
strain 7d 16S rib 
Proteobacteria; A 
32224 
aminoxidans strai 
Bacteria; Proteob 
32224 
strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 

32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2084429 2084475 15 61 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2098064 2098110 15 61 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


gi 


2189022 2189072 10 60 


gi 
ammaproteobacteria; Alteromonadales; 
2220772 2220818 15 61 
osomal RNA, partial sequence 

lphaproteobacteria; Rhizobiales; Xanth 
2222181 2222227 15 61 gi 
n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
2244989 2245035 15 61 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


s 
gi 


2255817 2255859 13 55 


gi 


acteria; Deltaproteobacteria; Desulfov 


6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
Bacteria_16S 


2074760 20 


2084014 20 


219878490 
al sequenc 
ria; Rhodo 
219878444 


6S ribosomal RNA, partial sequence 1646706 16481 


Acetobacte 
219878443 


somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae; 


; Stella. 
219878437 
sequence 
eria; Rhiz 
219878405 
sequence 
a; Rhizobi 
219878272 
e 18889 
les; Phyll 
219878267 


6S ribosomal RNA, partial sequence 1895145 18966 


Desulfoba 
219878239 


16S ribosomal RNA, partial sequence 1932811 19342 


la 
219878219 
ial sequen 
ria; Hydro 


219878215 
equence 


eria; Rhod 


219878210 
19767 
ibrionales 
219878187 
al sequenc 
ria; Rhodo 
219878186 
153 
yphomonada 
219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
219878139 
762 
nellaceae; 
219878133 
854 
nellaceae; 
219878123 
uence 
ria; 


Rhizo 


219857606 


6S ribosomal RNA, partial sequence 2188558 21900 


hewanellac 
219857585 


2220358 22217 


obacterace 
219857584 
nce 22217 
les; Xanth 
219857569 
22445 
Rhizo 


les; 


219857562 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 


ref |NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025583.1 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025378.1 


biaceae; Des 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref |NR_025354.1 
1969231 197053 
ospirillales; Rh 


ref|NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref |NR_025325.1 
ceae; Hyphomona 
ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


Bartonella. 
ref|NR_025262.1 
2097632 209908 
biales; Phylloba 
ref|NR_025195.1 
eae; Shewanella 
ref|NR_025173.1 
41 Xanthobacter 
ae; Xanthobacter 
ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref |NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


Rhodovarius 
8 Rhodovarius 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Methylocystis 

7 Methylocystis 

taceae; Methylocystis. 
Mesorhizobium 

izobium chacoense 

esorhizobium. 
Desulfococcus biacutus 
biacutus Bacteria; 

fococcus. 
Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicro 


ulfomicrobium. 
Thiobacillus 

6 Thiobacillus 

drogenophilaceae; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 

Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 

Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Ss. 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Xanthobacter viscosus 


viscosus Bacteria; 


Xanthobacter 
bacter aminoxidans 
nthobacter. 

Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


ref|NR_025150.1 
2255320 225677 


Desulfobulbus 
6 Desulfobulbus 


mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfobulbus. 
32224 Bacteria_16S 


strain 91-4 16S ribosomal RNA, partial sequence 


2295445 2295491 15 


61 


gi| 219857533 
2295034 22964 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


32224 Bacteria_16S 


strain IBS 193 16S ribosomal RNA, partial sequence 


2296911 2296957 15 


61 


gi|219857532 
2296489 22979 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


32224 Bacteria_16S 
limimaris strain 
Bacteria; 
32224 Bacteria_16S 


strain IBS 325 16S ribosomal RNA, partial sequence 


2354297 2354347 1 


2395341 2395387 15 


SL 


DCB-M 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


61 


gi|219857491 


gi|219857463 
2394935 23963 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


32224 Bacteria_16S 


2508985 2509031 15 


61 


gi| 219857371 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 


johannae Bacteria; 
Gluconacetobacter. 
32224 Bacteria_16S 
strain SCH-89 16S 


32224 Bacteria_16S 


strain VP-6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


32224 Bacteria_16S 


strain VP-5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


32224 Bacteria_16S 
strain MHS-2 16S 


32224 Bacteria_16S 
strain MHS-3 16S 


32224 Bacteria_16S 


2536257 2536303 15 


2537616 2537662 15 


2539020 2539066 15 


2540350 2540396 15 


2541755 2541801 15 


2549348 2549394 15 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


61 


61 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


61 


strain C-29 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


32224 Bacteria_16S 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial 


granulomatis Bacteria; 
32224 Bacteria_16S 


strain HPA92 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


32224 Bacteria_16S 


2599991 2600041 10 


Proteobacteria; 
2601545 2601595 10 


2603099 2603149 10 


60 


Gammaproteobacteria; 


60 


60 


strain 177 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


32224 Bacteria_16S 


2604653 2604703 10 


60 


strain P925 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


32224 Bacteria_16S 
strain ACCC 19665 
Bacteria; 
32224 Bacteria_16S 


strain IM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 


32224 Bacteria_16S 
floricola strain 
Bacteria; 


32224 Bacteria_16S 


2623161 2623207 15 


2662573 2662619 15 


2695439 2695485 15 


2709129 2709175 15 


61 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


61 


61 


S-877 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


61 


strain AA08 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 Bacteria_16S 
strain Y223G 16S 


32224 Bacteria_16S 
strain SM2-1 16S 


32224 Bacteria_16S 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


schlegeliana Bacteria; 
32224 Bacteria_16S 


2716570 2716620 10 


2733358 2733408 10 


2734848 2734898 10 


Proteobacteria; 
2736338 2736388 10 


60 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


60 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


60 


60 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi| 219857353 
2535834 25371 


gi|219857352 
2537193 25385 


gi|219857351 
2538597 25399 


gi[ 219857350 
2539981 25412 


gi|219857349 
2541332 25426 


gi] 219857344 
2548929 25503 


gi|219857268 


gi| 219857267 
2601060 26025 


gi|219857266 
2602614 26041 


gi| 219857265 
2604168 26056 


219857249 
26227 


gl 


Rhizobiales; 
gi|219857215 
2662145 26634 


219857191 

26950 

Rhodospirillales; 
gi|219857182 
2708714 27101 


gi 


gi|219857177 
2716108 27175 


gi|219857165 
2732909 27343 


gi| 219857164 


gi|219857163 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 


marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


2353808 2355330 Desulf 
Syntrophobacterales; Syntrophaceae 


sequence 2599506 260100 
Pasteurellales; 


Phyllobacteriaceae; M 


Alteromonadales; 


ref|NR_025121.1 
Bartonella. 
ref|NR_025120.1 


Bartonella. 
ref|NR_025079.1 


ref|NR_025051.1 
Bartonella. 
ref|NR_024959.1 

2508571 251001 
Acetoba 


ref|NR_024941.1 


ref|NR_024940.1 
Hyphomonas 
ref|NR_024939.1 
Hyphomonas 
ref|NR_024938.1 
Hyphomonas 
NR_024937.1 


ref 


Hyphomonas 
ref|NR_024932.1 
Bartonella. 

ref |NR_024899.1 


Paste 
ref |NR_024898.1 
Mannheimia. 
ref |NR_024897.1 
Mannheimia. 
ref |NR_024896.1 
Mannheimia. 
ref |NR_024879.1 
31 2624203 Mesorh 


ref|NR_024843.1 


ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024810.1 


Asaia. 
ref|NR_024805.1 
Colwellia. 
ref |NR_024793.1 
Shewanella. 
ref|NR_024792.1 

2734399 273583 
Shew 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Desulfomonile 
omonile limimaris 
; Desulfomonile. 
Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
Hyphomonas. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 
Pasteurellaceae; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 
Pasteurellaceae; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 
Pasteurellaceae; 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Saccharibacter 

ribacter floricola 

; Saccharibacter. 
Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 
Acetobacteraceae; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 


anellaceae; Shewanella. 


ref |NR_024791.1 
2735889 273732 


Shewanella 
8 Shewanella 


Shewanellaceae; 


32224 


strain Yo-3 16S r 


32224 


S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


32224 


strain 71 16S rib 


32224 


ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


32224 


larrymoorei strai 
larrymoorei Bacte 


Rhizobium/Agrobacterium group; Agrobacterium. 
32224 Bacteria_16S 3004942 3004988 15 61 gi|219846920 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 30045 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 


32224 


immobile strain E 
Bacteria; 


32224 


strain GraMall 16 


32224 


strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
32224 Bacteria_16S 3131511 3131557 15 61 gi| 219846834 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizob 
Mesorhizobium. 

32224 Bacteria_16S 3134487 31345411 55 gi| 219846832 


strain A901/1 16S 
Proteobacteria; Alphaproteobacteria; 


32224 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


32224 


magnetotacticum s 


magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rh 
Magnetospirillum. 
32224 Bacteria_16S 3239372 3239418 15 61 gi|219846761 


strain TagT2C 16S 


32224 


africanus strain 
africanus Bacteri 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


S ribosomal RNA, 


riboso 


in KMS2 
eria; 


2761492 2761538 15 


2809733 2809779 15 


2824779 2824825 15 


2960576 2960626 10 


3025937 3025983 15 


3051894 3051936 13 


3106035 3106081 15 


3151150 3151192 13 


Proteobacteria; 


3198534 3198580 15 


3242345 3242399 1 


61 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


61 


2809318 2810728 Asaia 
ia; Rhodospirillales; Acetobacteraceae; 


61 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


60 


2960112 2961625 Colwe 
ia; Alteromonadales; Colwelliaceae; Colwellia. 
2994143 2994189 15 61 gi|219846927 


n AF3.10 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


61 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


55 


complete sequence 3051418 30529 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


61 


mal RNA, partial sequence 
Rhodobacterales; Rhodobacter 


55 


16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


61 


train DSM 3856 16S ribosomal RNA, partial sequen 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


55 


DSM 2603 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


gi|]219857145 
2761077 27624 
gi|219857110 
Asaia. 

gi| 219856907 
2824364 28257 
Acetobacte 


gi| 219856816 


Rhizob 


219846906 
30255 


gi 


gi|219846887 


Pelobact 


gi|219846851 


3134094 31355 
gi|219846821 
Desul 


gi|219846789 


3238968 32403 
gi|219846759 


Desulfov 


ref|NR_024773.1 
Kozakia. 


ref |NR_024738.1 


ref|NR_024728.1 
raceae; Asaia. 
ref |NR_024635.1 
llia 


ref|NR_026519.1 

2993732 299516 
iales; 
ref|NR_026512.1 


e; Methylosinus. 
ref |NR_026498.1 


aulobacteraceae; 
ref|NR_026479.1 


eraceae; 
ref |NR_026443.1 
51 Aquamicrobium 
eae; 
ref |NR_026426.1 
131100 313253 


iales; Phyllobac 


Ww 


ref|NR_026424.1 
aceae; 
ref|NR_026413.1 

3150676 315218 


ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref |NR_026353.1 
ae; 
ref |NR_026351.1 

3241884 324339 
ibrionales; 


siamensis Bacteria; 


maris Bacteria; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 
Acetobacteraceae; 


Asaia siamensis strain 
Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Colwellia maris strain 
Proteobacteria; 


Agrobacterium 
8 Agrobacterium 


Rhizobiaceae; 


Methylosinus sporium 


29 3005936 Methylosinus sporium Bacteria; 


Phenylobacterium 


10 3026975 Phenylobacterium immobile 


Phenylobacterium. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Aquamicrobium defluvii 
defluvii Bacteria; 


Aquamicrobium. 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
Paracoccus. 


Desulfovibrio 
4 Desulfovibrio 


fovibrionales; Desulfovibrionaceae; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Xanthobacter tagetidis 


79 Xanthobacter tagetidis Bacteria; 
Xanthobacter. 


Desulfovibrio 
3 Desulfovibrio 


Desulfovibrionaceae; 


Desulfovibrio. 
32224 
autotrophicus str 
Bacteria; 


Bacteria_16S 


3307561 3307607 15 61 gi 


ain 7c 16S ribosomal RNA, partial sequence 33071 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


219846716 


Xanth 


ref|NR_026308.1] Xanthobacter 
57 3308568 Xanthobacter autotrophicus 
obacteraceae; Xanthobacter. 


32224 


strain 301 16S ri 


32224 


Bacteria_16S 


Bacteria_16S 


3309023 3309069 15 


3418326 3418372 15 


61 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


61 


gi| 219846715 
3308619 33100 


gi| 219846632 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 

32224 
strain ATCC 43992 


Bacteria_16S 


3428757 3428807 10 60 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


32224 


acetireducens Bac 
32224 
strain DSM 7345 1 


Bacteria_16S 
acetireducens strain DSM 10703 16S ribosomal RNA, partial 


Bacteria_16S 


3482880 3482934 1 55 


gi 


Clostri 
gi 


teria; Firmicutes; Clostridia; 
3489127 3489169 13 55 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


32224 


Bacteria_16S 


3496634 3496688 1 55 


gi 


IFO 3264 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 


6S ribosomal RNA, partial sequence 3488653 34901 


Rhodospi 


219846625 
34282 
hewanellac 
219846587 
sequenc 
diales; Cl 
219846583 


; Desulfur 


ref|NR_026307.1] Xanthobacter flavus 
30 Xanthobacter flavus Bacteria; 
ae; Xanthobacter. 
ref|NR_026224.1] Gluconobacter 

3417892 3419367 Gluconobacter 
rillales; Acetobacteraceae; 
ref|NR_026217.1| Shewanella benthica 
93 3429730 Shewanella benthica Bacteria; 
eae; Shewanella. 
ref|NR_026179.1| Clostridium 


e 3482431 3483932 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_026175.1| Desulfuromusa bakii 
25 Desulfuromusa bakii Bacteria; 
omonadaceae; Desulfuromusa. 


219846578 


glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 


Coriobacteriaceae 


; Coriobacterium. 


ref|NR_026170.1| Coriobacterium 
3496207 3497641 Coriobacterium 


32224 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


32224 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter. 


32224 


strain 106 16S ri 


32224 Bacteria_16S 3574297 3574343 15 61 gi|219846526|ref|NR_026118.1 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconob 
32224 Bacteria_16S 3577308 3577354 15 61 gi|219846524|ref|NR_026116.1 
capsulatus strain 216 16S ribosomal RNA, complete sequence 3576905 3578325 Blasto 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bl 
32224  Bacteria_16S 3578772 3578818 15 61 gi|219846523|ref|NR_026115.1 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 357978 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizo 
32224 Bacteria_16S 3580240 3580286 15 61 gi|219846522|ref|NR_026114.1 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 358126 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales 
Roseococcus. 

32224 Bacteria_16S 3591104 3591150 15 61 gi|219846515|ref|NR_026107.1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


3520863 3520905 13 
Proteobacteria; 


3554619 3554665 15 


3556188 3556242 1 


55 


in DSM 2377 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


61 


in IFO 12388 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


55 


bosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


gi|219846562 


Desul 
219846540 


sequence 
Rhodo 


gi 


gi|219846538 
3555718 35572 


pasteurianus stra 


Acetobacter. 
32224 


Bacteria_16S 


3603407 3603453 15 61 gi 


in LMD 22.1 16S ribosomal RNA, partial sequence 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; 


219846504 


Rhodo 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; S 
Sinorhizobium. 

32224 Bacteria_16S 3630448 3630490 13 55 gi|219846485 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 36314 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


Geobacte 


32224 


strain Dfrl 16S r 


32224 


strain H152 16S r 


32224 


gelidimarina stra 
gelidimarina Bact 


32224 


frigidimarina str 
frigidimarina Bac 


32224 


strain CNS 2-75 1 


32224 


strain UPM-Ca7 16 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


3631973 3632015 13 


3656308 3656354 15 


3657889 3657939 10 


Proteobacteria; 
3659446 3659496 10 


Proteobacteria; 
3683732 3683778 15 


3800564 3800610 15 


55 


ibosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


61 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 


60 


in ACAM 456 16S ribosomal RNA, partial 


eria; Gammaproteobacteria; Alter 


60 


ain ICP1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alte 


61 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; O 


61 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


gi|219846484 
3631486 36329 
Geobacte 
gi|219846467 
3655877 36573 


219846466 
sequence 


gi 
gi| 219846465 
gi|219846448 


gi| 219846362 
3800153 38015 


metallireducens s 


metallireducens Bacteria; 


Geobacter. 


32224 


strain F9251 16S 


32224 


strain B9 16S rib 


32224 


strain DSS12 16S 


32224 


strain NZP 2213 1 


32224 


strain NCIMB 11762 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, 


3898304 3898350 15 


3950772 3950822 10 


3967272 3967318 15 


3968775 3968821 15 


3885925 3885967 13 55 gi| 219846305 
train GS-15 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; De 

3893642 3893688 15 61 gi| 219846299 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


61 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


60 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


61 


complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


61 


3893217 38946 


gi| 219846296 
3897893 38992 


gi|219846258 
3950287 39517 


gi| 219846247 


spirillales; 


ref|NR_026130.1 
47 Zoogloea 
; Zoogloea. 


3590670 359214 
spirillales; Ace 


ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 
ref|NR_026077.1 


raceae; Geobacte 
ref|NR_026076.1 


raceae; Geobacte 
ref|NR_026059.1 


hizobium/Agrobac 
ref|NR_026058.1 
3657404 365891 
omonadales; 
ref|NR_026057.1 
3658961 366046 
romonadales; 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref|NR_025953.1 
75 Mesorhizobium 
Mesorhizobi 
NR_025895.1 
3885428 388697 
sulfuromonadales 
ref|NR_025889.1 
Bartonella. 
ref|NR_025886.1 


aceae; Ahrensia. 
ref|NR_025848.1 


eae; Shewanella. 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 


gi| 219846246 


Shewanellaceae; 


Shewanellaceae; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 


tobacteraceae; 


Zoogloea ramigera 


ramigera Bacteria; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Blastobacter 
bacter capsulatus 
astobacter. 

Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 

Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


Sinorhizobium saheli 
saheli Bacteria; 


ifer group; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


rs 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


ary 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Shewanella 

0 Shewanella 

Shewanella. 
Shewanella 

5 Shewanella 

Shewanella. 

Ochrobactrum anthropi 


anthropi Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Geobacter 
3 Geobacter 
; Geobacteraceae; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Mesorhizobium loti 
loti Bacteria; 
um. 


ref |NR_025836.1 


Phaeospirillum fulvum 


3968366 3969766 Phaeospirillum fulvum 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 


32224 
strain IAM 13153 


Bacteria_16S 


3976021 3976067 15 
16S ribosomal RNA, 


61 gi 
complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


32224 
centenum strain I 
centenum Bacteria 
Rhodospirillum. 

32224 
strain gal 1261 1 


Bacteria_16S 


Bacteria_16S 


3977509 3977555 15 61 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


’ 


3980172 3980218 15 61 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


32224 
alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
Bacteria_16S 


32224 
strain SW-120 16S 
Proteobacteria; G 
32224 
strain SW-117 16S 
Proteobacteria; G 
32224 
strain SEBR 2582 
Proteobacteria; 

32224 
strain A828 16S r 


D 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


4026688 4026730 13 55 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


4028224 4028274 10 60 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
4029773 4029823 10 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
4066037 4066091 1 55 gi 


gi 


eltaproteobacteria; 
4108267 4108313 15 61 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


32224 
aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
Bacteria_16S 


32224 
strain KMM 3823 1 
Proteobacteria; G 
32224 
strain SE-32A-C8 
Proteobacteria; 

32224 
tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 
32224 
strain Ifremer A3 
Proteobacteria; G 
32224 
strain CTCBS1 16S 
Proteobacteria; G 
32224 
strain N. Pfennig 
Proteobacteria; G 
32224 
antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 
32224 
espejiana strain 

Bacteria; Proteob 
Pseudoalteromonas 
32224 
1721-77 16S ribos 
Gammaproteobacter 
32224 
strain Fowl 16S r 
Proteobacteria; G 
32224 
strain 50 16S rib 
Proteobacteria; G 
32224 
strain PB 1 16S r 
Proteobacteria; G 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


4165137 4165179 13 55 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Deltaproteob 
4178847 4178897 10 60 gi 
ammaproteobacteria; Alteromonadales; S 
3540 3585 10 55 gi 


ammaproteobacteria; Legionellales; Leg 
9385 9430 10 55 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
41272 41317 10 55 gi 
65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
44274 44319 10 55 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
58030 58075 10 55 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
81962 82007 10 55 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 
127854 127899 10 55 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 
167536 167581 10 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
169060 169105 10 55 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
170536 170581 10 55 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
172046 172091 10 
ibosomal RNA, partial sequence 


55 gi 


Vibri 
gi 


Vibri 


ammaproteobacteria; Vibrionales; 


6S ribosomal RNA, partial sequence 3979744 39812 


4027757 40292 


4029306 40308 


16S ribosomal RNA, partial sequence 4065569 40669 


Desulfovibrionales; 


4107869 41092 


6S ribosomal RNA, partial sequence 4178357 41798 


16S ribosomal RNA, partial sequence 3080 


43805 


167046 168502 Vibri 


168553 16998 


170036 17150 


219846241 
39756 
llaceae; M 
219846240 
quence 
Rhodospir 


219846238 
biaceae; R 
219846205 
equence 

ria; Desul 


219846204 


hewanellac 
219846203 


hewanellac 
219846175 


; Desulfov 
219846146 


nellaceae; 
219846104 
al sequenc 
acteria; D 


219846094 


hewanellac 
265679061 
4533 
ionellacea 
265679057 
8961 
nadales; P 
265679036 
40774 
onaceae; V 
265679034 
45323 
Halomonad 
265679025 
nce 57580 
matiaceae; 
265679009 
ce 81499 
nadales; P 


265678977 
e 12740 


nadales; P 


265678951 


265678950 


onaceae; V 
265678949 


onaceae; V 


ref|NR_025831.1] Mycoplana bullata 

07 3977021 Mycoplana bullata Bacteria; 

ycoplana. 

ref |NR_025830.1| Rhodospirillum 
3977072 3978386 Rhodospirillum 

illales; Rhodospirillaceae; 

ref|NR_025828.1| Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025795.1| Desulfatibacillum 
4026183 4027706 Desulfatibacillum 
fobacterales; Desulfobacteraceae; 


ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 

eae; Shewanella. 
ref|NR_025793.1| Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 

eae; Shewanella. 
ref|NR_025765.1 
84 Desulfovibrio 


Desulfovibrio longus 
longus Bacteria; 


ibrionaceae; Desulfovibrio. 
ref|NR_025736.1| Bartonella chomelii 
43 Bartonella chomelii Bacteria; 
Bartonella. 

ref|NR_025694.1| Desulfatibacillum 

e 4164674 4166119 Desulfatibacillum 
esulfobacterales; Desulfobacteraceae; 
ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 
eae; Shewanella. 

ref |NR_029369.1| Legionella erythra 


Legionella erythra Bacteria; 
e; Legionella. 
ref|NR_029365.1 

10291 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


ref |NR_029344.1 
42243 Vibrio 
ibrio. 
ref|NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 
aceae; Carnimonas. 
NR_029333.1| Thiocystis violacea 
Thiocystis violacea Bacteria; 
iocystis. 
NR_029317.1 
Pseudo 
seudoalteromonad 


Vibrio pectenicida 
pectenicida Bacteria; 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


Vibrio mimicus strain 
ia; Proteobacteria; 


ref 
o mi 


NR_029259.1 
micus Bacter 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 

ref|NR_029257.1| Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 
ibrio. 


32224 Bacteria_16S 173554 173599 10 
398 16S ribosomal RNA, partial sequence 


55 gi| 265678948 |ref|NR_029256.1| Vibrio gazogenes 
171556 173003 Vibrio gazogenes Bacteria; 
Vibrionaceae; Vibrio. 
55 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 


173054 174520 Vibrio fischeri Bacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 


Proteobacteria; 


32224 
strain OY 0-002 1 
Proteobacteria; 
32224 
leiognathi strain 
Bacteria; Proteob 
32224 
strain ATCC 15468 
Proteobacteria; 
32224 
thermophilus stra 
thermophilus Bact 
Methylococcus. 
32224 
capsulatus strain 
Bacteria; Proteob 


Bacteria_16S 
G 
Bacteria_16S 
Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


175062 175107 10 55 gi 
ammaproteobacteria; Vibrionales; Vibri 
176548 176593 10 55 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
178056 178101 10 55 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
179535 179580 10 55 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


194861 194906 10 55 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 


6S ribosomal RNA, partial sequence 174571 17599 


265678946 


onaceae; V 
265678945 
e 17604 
les; Vibri 
265678944 

17756 
omonadacea 
265678943 
al sequenc 
ria; Methy 


265678933 
ence 19438 


occales; Methy 


ref|NR_029254.1 
ibrio. 
ref|NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


ref|NR_029241.1 
5 195842 Methyl 


lococcaceae; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Aeromonas punctata 
nas punctata Bacteria; 


Methylococcus 
Methylococcus 
ylococcaceae; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 


32224 Bacteria_16S 215024 215069 10 55 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

32224 Bacteria_16S 222648 222693 10 55 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

32224 Bacteria_16S 254685 254730 16 61 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

32224 Bacteria_16S 366614 366659 10 55 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

32224 Bacteria_16S 369635 369680 10 55 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

32224 Bacteria_16S 383244 383289 16 61 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

32224 Bacteria_16S 400162 400207 10 55 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
asymbiotica subsp. australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 
32224 
populi BJ001 16S 

Bacteria; Proteob 
32224 
strain LCl 16S ri 
Proteobacteria; G 
32224 
69 16S ribosomal 

Gammaproteobacter 
32224 
strain G-16.1 16S 
Proteobacteria; G 
32224 
strain R65 16S ri 
Proteobacteria; G 
32224 
luminescens subsp 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


; Enterobacteriaceae; Photorhabdus. 


415765 415810 16 61 

ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
418741 418786 10 55 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
486282 486327 10 55 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
490987 491032 10 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
492494 492539 10 55 gi 
bosomal RNA, partial sequence 


gi 


516893 516938 10 55 gi 
thracensis strain 39-8 16S ribosomal 


415329 41680 


418286 41972 


485792 487320 Vibri 


490502 49197 


492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 


265678777 


les; Methy 
265678775 


Halomonad 
265678727 
265678724 

Halomonad 


265678723 


265678707 
RNA, comp 


ref|NR_029082.1 


loba 
ref 


cteriaceae; 
NR_029080.1 


acea 
ref 
oO po 


e; 
NR_029032.1 
nticus Bacte 
ref |NR_029029.1 


acea 
ref 


e; Halomonas 
NR_029028.1 


acea 
ref 
lete 


e; Marinobac 
NR_029012.1 
sequence 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Halomonas. 


Vibrio ponticus strain 
ria; Proteobacteria; 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Marinobacter sediminum 


5 Marinobacter sediminum Bacteria; 


ter. 
Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 
32224 
luminescens subsp 
luminescens subsp 
Enterobacteriacea 
32224 


Bacteria_16S 


; Enterobacteriaceae; Photorhabdus. 


518459 518504 10 55 gi 


Photorhabdus. 
545928 545973 


e; 
10 55 gi 


kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 
32224 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
32224 


Bacteria_16S 
train KMM 3635 16S ribosomal RNA, part 
Proteobacteria; 


Bacteria_16S 


16S ribosomal RNA, 
ammaproteobacteria; 
547415 547460 


acteria; 


562830 562875 


partial sequence 
Enterobacteriales; 
10 55 gi 


Gammaproteoba 
15 


60 gi 


265678706 


265678688 

54547 
Enterobac 
265678687 
ial sequen 
cteria; Al 


ce 546976 54845 
teromonadales; 


8 
P 


265678677 


albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 


ref|NR_029011.1] Photorhabdus 
sequence 517982 519496 Photorhabdus 

cteria; Enterobacteriales; 
ref|NR_028993.1| Enterobacter kobei 

5 546925 Enterobacter kobei Bacteria; 

teriaceae; Enterobacter. 
ref|NR_028992.1| Pseudoalteromonas 


Pseudoalteromonas 
seudoalteromonadaceae; 


ref|NR_028982.1 
562358 563851 


Acidithiobacillus 
Acidithiobacillus 


albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 


32224 


32224 


32224 
impatiens strain 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
Saccharospirillum. 

Bacteria_16S 
strain 289 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


32224 


32224 


Bacteria_16S 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
Bacteria_16S 
strain BCH 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 
Bacteria_16S 


577850 577895 10 55 gi 


597318 597363 10 55 gi 


604860 604905 10 55 gi 
EL-105 16S ribosomal RNA, partial sequ 


615694 615739 10 55 
complete sequence 


gi 


627824 627869 10 55 


596871 59824 
matiaceae; 


615203 61674 


265678667 
ence 57740 
irillales; 
265678654 


265678648 
ence 60442 
irillales; 


265678641 


onaceae; 
265678633 


Vv 


ref|NR_028972.1| Thalassolituus 

5 578770 Thalassolituus oleivorans 
Thalassolituus. 

ref|NR_028959.1| Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 
Thiobaca. 

ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


Saccharospirillum 
rospirillum impatiens 
aceae; 


ref|NR_028946.1| Vibrio agarivorans 
4 Vibrio agarivorans Bacteria; 

ibrio. 
ref 


Bacteria_16S 


strain M11 16S ri 
Proteobacteria; 
32224 


bosomal RNA, partial sequence 


gi 


627341 62884 


G 
Bacteria_16S 
40M4T 16S ribosomal RNA, 
Gammaproteobacter 


ammaproteobacteria; Enterobacteriales; 
644671 644716 10 55 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


644174 645732 Vibri 


Enterobac 
265678621 


NR_028938.1 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Vibrio lentus strain 
a; Proteobacteria; 


teri 
ref 
o le 


aceae; Morga 
NR_028926.1 
ntus Bacteri 


32224 


acidiphila strain 
Bacteria; 


32224 


Bacteria_16S 


Proteob 
Bacteria_16S 


649269 649314 16 


662598 662643 10 


61 


55 


gi 


B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


gi 


strain 279-56 16S 
Proteobacteria; 

cloacae complex. 
32224 
strain WoG13 16S 
Firmicutes; 
32224 
strain DSM 30039 
Proteobacteria; 

32224 


warmboldiae strai 
warmboldiae Bacte 


Buttiauxella. 
32224 
strain NVI 88/441 
Proteobacteria; 
32224 
strain NVI 88/478 
Proteobacteria; 
32224 
strain B43 16S ri 
Proteobacteria; 
32224 
strain XINach 16S 
Proteobacteria; 
32224 
luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 
32224 
luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 
32224 
Bacteria; Proteob 
32224 
6611 16S ribosoma 
Gammaproteobacter 
32224 
halophila strain 
Bacteria; Proteob 
32224 
Bacteria; Proteob 
32224 
strain SW-45 16S 


G 
Bacteria_16S 
Clost 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


valvarum strain MDA3079 16S ribosomal RNA, partial sequ 


Bacteria_16S 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


665742 665795 11 63 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
689931 689976 10 55 gi 


gi 


; Enterobacteriaceae; Photorhabdus. 


724734 724779 10 55 gi 
akhurstii strain FRGO4 16S ribosomal 


Enterobacteriaceae; Photorhabdus. 
727841 727886 10 55 


v 


gi 


acteria; Gammaproteobacteria; Chromati 
732348 732393 10 55 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
733771 733816 10 55 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
754166 754211 10 55 gi 


acteria; Gammaproteobacteria; Cardioba 


662137 66364 


665236 66673 


16S ribosomal RNA, partial sequence 689459 69096 


ales; 


731878 733268 Thioc 
apsa. 


ce 
ales; 


ence 75371 
cteriales; 


265678618 
e 64884 
les; Beije 
265678607 


Enterobac 
265678605 


eae; Pelos 
265678589 


265678565 
RNA, part 


265678563 

72737 
Ecto 

265678560 


265678559 

73331 
Chro: 

265678543 


763302 763347 10 55 gi 
ribosomal RNA, partial sequence 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028912.1 


Methylocapsa 

ocapsa acidiphila 
hylocapsa. 
Enterobacter cloacae 


7 Enterobacter 
teriaceae; Ente 


cloacae Bacteria; 
robacter; Enterobacter 


ref|NR_028910.1| Pelospora glutarica 
5 Pelospora glutarica Bacteria; 
pora. 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
691483 691528 10 55 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
n NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
709169 709214 10 55 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
710727 710772 10 55 gi|265678575|ref|NR_028880.1| Moritella viscosa 
16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
716922 716967 10 55 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
bosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
721565 721610 10 55 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 
ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
723151 723196 10 55 gi|265678566|ref|NR_028870.1| Photorhabdus 
- laumondii strain TT01 16S ribosomal RNA, partial sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ref 
ial 


NR_028869.1 
sequence 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Thiorhodospira 
odospira sibirica 

ae; Thiorhodospira. 
Thiocapsa rosea strain 
ria; Proteobacteria; 


ref|NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref|NR_028864.1 
apsa rosea Bacte 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 


265678537 


ref|NR_028841.1| Marinobacter litoralis 


762839 764334 Marinobacter litoralis Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


32224 


VR1 16S ribosomal 
Gammaproteobacter 


32224 


strain Uedal07 16 


32224 


strain Pull 5.3 1 


32224 


jannaschii strain 
Bacteria; 


32224 


strain 12993 16S 


32224 


strain 256 16S ri 


32224 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


32224 


34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


32224 


strain AMX51 16S 


32224 


strain CFBP 5236 


32224 


singaporensis str 
singaporensis Bac 
Klebsiella. 


32224 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


32224 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


32224 


strain Greoux 11 
Bacteria; 


32224 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas. 


32224 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


32224 


strain 4A 16S rib 


32224 


strain CDC 2970-5 
Bacteria; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, 


teria; 


teria; 


is Bacteria; 


769425 769470 10 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


770957 771002 10 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


791022 791067 10 


812517 812562 10 


818504 818549 10 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


820009 820054 10 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


824646 824691 16 


826148 826193 16 


842905 842950 16 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


844488 844533 10 


848929 848974 10 
Proteobacteria; 


870254 870299 16 


902025 902070 10 


Proteobacteria; 


903533 903578 10 


937556 937601 10 


965430 965475 10 


967014 967059 10 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


986822 986867 10 


988402 988447 10 


55 gi 


768965 770424 Vibrio ruber Bacteria; 


55 gi 


55 gi 


55 gi 


ALM2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


55 gi 


55 gi 


61 gi 


824212 825662 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 


61 gi 


825713 827158 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 


61 gi 


55 gi 


55 gi 


61 gi 
55 


gi 


55 gi 


D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


55 gi 


55 gi 


is strain DV 16S ribosomal RNA, partia 


Proteobacteria; Gammaprot 


55 gi 


265678533 


265678532 


770475 77198 


265678518 


complete sequence 790537 792043 Psychromonas 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


265678504 


265678500 


818049 81950 


265678499 


819558 82101 


265678496 


265678495 


265678484 


842468 84394 


265678483 


16S ribosomal RNA, partial sequence 844000 84550 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


265678480 


ain LX3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


265678465 


in B0O71 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


265678443 


ain ALJD 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


265678442 


265678420 


KMM 162 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


265678401 


265678400 


966531 96793 


55 gi 


9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


55 gi 


strain 167 16S ri 


bosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


32224 


Bacteria_16S 
strain I-75 16S ribosomal RNA, partial sequence 


989982 990027 10 55 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


32224 
strain DO 14784 1 


Bacteria_16S 


991553 991598 10 55 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


32224 
strain ATCC 33433 


Bacteria_16S 


1003792 1003837 10 55 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


32224 


Bacteria_16S 


1005317 1005362 10 55 gi 


265678386 
98633 


265678385 


987916 98944 


Enterobac 
265678384 


989496 99101 


Enterobac 
265678383 


6S ribosomal RNA, partial sequence 991068 99256 


Enterobac 
265678375 

10033 

Enterobac 
265678374 


seudomonadaceae; 


sychromonadaceae; 


Enterobacteriales; E 


Rhizobiales; 


Chromatiales; 


903072 904507 Legion 
Legionellaceae; 


Alteromonadales; 


1 sequence 
eobacteria; 


Halomonadaceae; 


ref |NR_028837.1 


ref|NR_028836.1 


ref|NR_028821.1 


ref |NR_028807.1 


ref|NR_028803.1 


ref|NR_028802.1 


ref |NR_028799.1 


ref |NR_028798.1 
eneae Bacteria; 
ref|NR_028787.1 
Bosea. 
ref |NR_028786.1 
Samso 
ref |NR_028783.1 
848542 849823 


ref |NR_028768.1 
869838 871263 
Bradyrhi 


ref |NR_028745.1 

901557 903021 
Ectoth 
ref|NR_028744.1 
Leg 
ref|NR_028722.1 


937095 938588 
Pseudoa 


ref |NR_028703.1 
964933 966480 
Vibrionales; V 


ref |NR_028702.1 


ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teriaceae; Citro 
ref|NR_028686.1 


teriaceae; Citro 
ref|NR_028685.1 


teriaceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 


vestrisii Bacteria; 


Vibrio ruber strain 
Proteobacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 
Cellvibrio. 


Psychromonas arctica 


arctica Bacteria; 
Psychromonas. 


Thioalkalivibrio 


812035 813508 Thioalkalivibrio jannaschii 
Ectothiorhodospiraceae; 


Thioalkalivibrio. 
Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


Enterobacteriaceae; Kluyvera. 


Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


Enterobacteriaceae; Kluyvera. 


Bosea vestrisii strain 
Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 
rhizobiaceae; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 
Enterobacteriaceae; 


nia. 

Klebsiella 
Klebsiella 
nterobacteriaceae; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Legionella gresilensis 
ella gresilensis 
ionella. 
Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Salinivibrio costicola 
Salinivibrio costicola 


ibrionaceae; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 
Halomonas. 


Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 


ref |NR_028676.1 


Pseudoalteromonas 


peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 


peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 
32224 
strain OK-1 16S r 
Proteobacteria; 
32224 
rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 
32224 
strain KMM 1406 1 
Proteobacteria; 
32224 
strain DB21MT-5 1 
Proteobacteria; 
32224 
ATCC 35469 16S ri 
Bacteria; Proteob 
32224 
dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 
32224 


Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1009803 1009848 10 55 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1057039 1057084 16 61 


gi 


Ss 
gi 


1066175 1066220 10 55 gi 


1111258 1111303 10 
6S ribo 
ammapro 
1118791 1118836 10 55 
bosomal RNA, partial sequence 
acteria; 
1120343 1120396 1 
1 16S r 
roteoba 


55 gi 


gi 


54 gi 
ibosomal RNA, partial sequence 
cteria; 
1135404 1135449 10 


55 gi 


ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


Deltaproteobacteria; My 


hewanella 


al sequen 
eria; Rhi 


matiaceae 


oritellac 


cteriales 


1119 
xococcale 


265678371 
1009316 10108 


265678339 


265678333 
6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chro 
265678301 
somal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; M 
228716249 
1118333 11198 
Gammaproteobacteria; Enteroba 
228716127 


253680766 


ref |NR_028673.1 


ceae; Shewanella. 
ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


Cc 
vA 


ref |NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028602.1 


v 


Moritella. 
NR_027549.1 


eae; 


ref 


Enterobacteriac 
ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


’ 


8 
s 


’ 


ref|NR_028014.1 


Shewanella algae 


53 Shewanella algae Bacteria; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Rheinheimera pacifica 


pacifica Bacteria; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 

Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Vibrio coralliilyticus 


strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

32224 Bacteria_16S 1152103 1152148 10 55 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

32224 Bacteria_16S 1153520 1153565 10 55 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

32224 Bacteria_16S 1185365 1185410 10 55 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

32224 Bacteria_16S 1186876 1186921 10 55 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

32224 Bacteria_16S 1188387 1188432 10 55 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

32224 Bacteria_16S 1189898 1189943 10 55 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

32224 Bacteria_16S 1211183 1211228 10 55 gi|224581438|ref|NR_027220.1| Halomonas 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 

32224 
strain Althfl 16S 
Proteobacteria; G 
32224 
strain R-4079 16S 
Proteobacteria; G 
32224 
strain R-4069 16S 
Proteobacteria; G 
32224 
strain A431 16S r 
Proteobacteria; G 
32224 
ganghwensis strai 
ganghwensis Bacte 
32224 
hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 
32224 
DSM 9799 16S ribo 
Proteobacteria; G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1257849 1257894 10 55 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1277309 1277354 10 55 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1292374 1292419 10 55 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 
1342749 1342794 10 


55 gi 


ammaproteobacteria; Alteromonadales; F 


32224 


Bacteria_16S 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 


1354980 1355025 10 55 gi 


rain Slthf2 16S ribosomal RNA, partial sequence 1210750 121215 
cteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
1212660 1212705 10 55 gi|224581437|ref|NR_027219.1 
ribosomal RNA, partial sequence 1212209 12136 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
1227690 1227735 10 55 gi| 219878281 |ref|NR_025420.1 
ribosomal RNA, partial sequence 1227244 12287 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
1229226 1229271 10 55 gi|219878280|ref|NR_025419.1 


1228770 12302 


seudomona 


onaceae; 


quence 
ia; Alter 


tial sequ 
oteobacte 


errimonad 


219856813 
1257400 12588 


219846127 


228716433 


228721107 
somal RNA, partial sequence 1342254 1343799 Ferri 


228720264 


dacea 


ref 


e; Cellvibri 
NR_024632.1 


ibrio. 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


Vv 


fo} 


e 
r 


ref 
mona 
ceae 


NR_027602.1 
s balearica 


a ; Ferrimona 


Ss. 


8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 


ref|NR_027590.1 


135446 


Salinivibrio costicola 
9 1355953 Salinivibrio 


costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Salinivibrio. 


32224 


hamburgensis stra 
Bacteria; 


32224 


turnerae strain T 
Bacteria; 
Teredinibacter. 


32224 


silvestris strain 
Bacteria; 


32224 


strain 08145 16S 


32224 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


32224 


ulvae strain UL12 
Bacteria; 
Pseudoalteromonas. 


32224 


strain B-10-31 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


32224 


strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 14314 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


32224 


strain M2000/95/1 
Bacteria; 


32224 


strain SK-1T 16S 


32224 


bryozoorum strain 
Bacteria; 


32224 


strain SW32 16S r 


32224 


strain 8025 16S r 


32224 


strain KMM 231 16 


32224 


strain KMM 227 16 


32224 


strain ATCC 29914 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1365293 1365338 16 


1377621 1377666 10 


1380529 1380574 16 


1382047 1382092 10 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


1397011 1397056 16 


1403006 1403051 10 


1412002 1412047 10 


1430439 1430484 10 


1442798 1442843 10 


1459230 1459275 10 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


1462335 1462380 10 


1483622 1483667 10 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


1512125 1512170 10 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


1545616 1545661 10 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


1547130 1547175 10 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


1553057 1553102 10 


61 gi 


in X14 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


55 gi 


7902 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


61 gi 


BL2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


55 gi 


13 


61 gi 


RS 2060 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


55 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


55 gi 


14 


55 gi 


55 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


55 gi 


14 


55 gi 


50-11 16S ribosomal RNA, partial sequence 14618 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


55 gi 


14 


55 gi 


15 


55 gi 


55 gi 


55 gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


32224 
subsp. 
subsp. 
32224 


faecalis strain g 
Bacteria; 


32224 


strain T4 16S rib 


32224 


smithia st 
smithia Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1570963 1571008 10 


Proteobacteria; 
1572448 1572493 16 


1628843 1628888 16 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 


1633446 1633491 10 


55 gi 


rain AS20/1/1 16S ribosomal RNA, partial 


cteria; Gammaproteobacteria; Aer 


61 gi 


c 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


61 gi 


1628419 16298 


55 gi 


1545151 15466 
Idiomarinac 


1546665 15481 
Idiomarinac 


litoralis strain 
litoralis Bacteri 
32224 
strain IBS S6874 


Proteobacteria; G 


32224 
CAIM 629 16S ribo 
Gammaproteobacter 
32224 
strain 75-80 16S 


Bacteria_16S 


a; Proteobacteria; Gammaproteobacteria 
1645656 1645701 10 55 gi 


1657800 1657845 10 55 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


Bacteria_16S 


DSM 15406 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1645204 16466 
ammaproteobacteria; Aeromonadales; Aeromonadacea 
Bacteria_16S 
somal RNA, partial sequence 1657325 1658829 Vibri 


228719040 


228717562 
13771 


228717274 


13801 


228717104 
81574 13830 


228715764 


219857444 
14026 


224581450 
11537 14130 


224581435 


224581426 
14423 


224581413 
58766 14602 
Enterobac 
224581411 


219857506 
83159 14846 


219878127 
11717 15130 


219857261 


219857260 


219857220 
15525 
Enterobac 
219878156 
sequenc 


219857383 
15720 
Brady 
219878457 
219878454 
; Aeromona 


219878446 


219878436 


1659355 1659400 10 55 gi 
ribosomal RNA, partial sequence 


Pasteurellaceae; 


Halomonadaceae; 


ref|NR_027578.1 


ref|NR_027564.1 


ref|NR_027561.1 


ref|NR_027560.1 
Idiomarina. 


ref|NR_027539.1 


ref |NR_025032.1 


ref |NR_027234.1 


ref|NR_027217.1 
eae; 


ref|NR_027207.1 


ref |NR_027194.1 


teriaceae; 


ref |NR_027192.1 


ref |NR_025094.1 


ref |NR_025266.1 


eae; 
ref 


Histophilus 
NR_024892.1 


Idiomarina. 
NR_024891.1 


eae; 
ref 


Idiomarina. 
NR_024848.1 


eae; 
ref 


teriaceae; Provi 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref |NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella. 
ref|NR_025593.1 


Nitrobacter 


1364867 1366328 Nitrobacter hamburgensis X14 
Bradyrhizobiaceae; Nitrobacter. 


Teredinibacter 


67 1378635 Teredinibacter turnerae T7901 
Alteromonadales genera incertae sedis; 


Methylocella 


15 1381523 Methylocella silvestris BL2 
Beijerinckiaceae; Methylocella. 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 
Idiomarinaceae; 


Methylobacterium 


1396599 1398033 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 


Pseudoalteromonas 


05 1403959 Pseudoalteromonas ulvae 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 
Algicola. 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 
Phocoenobacter. 


Actinobacillus scotiae 


29 1443825 Actinobacillus scotiae 
Actinobacillus. 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 
Xenorhabdus. 


Marinobacter 


62 1463368 Marinobacter bryozoorum 
Alteromonadaceae; 


Marinobacter. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
Kushneria. 


Histophilus somni 


77 Histophilus somni Bacteria; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Providencia stuartii 


80 1554073 Providencia stuartii Bacteria; 


dencia. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Methylocella tundrae 


tundrae Bacteria; 


Oceanisphaera 


1632974 1634479 Oceanisphaera 
dales; Aeromonadaceae; Oceanisphaera. 
ref|NR_025585.1| Aeromonas simiae 

55 Aeromonas simiae Bacteria; 

e; Aeromonas. 
ref|NR_025575.1| Vibrio fortis strain 
o fortis Bacteria; Proteobacteria; 


219878435 


ref|NR_025574.1| Grimontia hollisae 


1658880 1660383 Grimontia hollisae Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 


32224 Bacteria_16S 1667035 1667080 10 55 gi|219878430|ref|NR_025569.1| Escherichia albertii 
strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

32224 Bacteria_16S 1671640 1671685 10 55 gi|219878427|ref|NR_025566.1| Enterobacter cowanii 
strain 888-76 16S ribosomal RNA, partial sequence 1671187 1672548 Enterobacter cowanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

32224 Bacteria_16S 1691306 1691351 10 55 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 

32224 Bacteria_16S 1699071 1699116 10 55 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 


CAIM 578 16S ribo 
Gammaproteobacter 
32224 
strain OSBAC1 16S 
Proteobacteria; 

32224 
thomasii strain D 
thomasii Bacteria 


Anaerobiospirillum. 
Bacteria_16S 


32224 
agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 
32224 
strain KMM 1376 1 
Proteobacteria; 
32224 


Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


G 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1708251 1708296 10 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1741735 1741780 10 55 gi 
SM 11806 16S ribosomal RNA, partial se 
; Proteobacteria; Gammaproteobacteria; 
1753924 1753969 10 55 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1755483 1755528 10 55 gi 


ammaproteobacteria; Oceanospirillales; 


somal RNA, partial sequence 1698596 1700102 Vibri 


1707781 17092 


6S ribosomal RNA, partial sequence 1755010 17565 


Bacteria_16S 1757054 1757099 10 55 


strain 2825 16S r 


ibosomal RNA, partial sequence 


gi 


© pomeroyi Bacte 


219878402 |ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025518.1 

1741287 174278 
ales; Succinivib 


matiaceae; 
219878379 

quence 
Aeromonad 


, 


219878370|ref|NR_025509.1 
equence 1753455 175495 
ia; Alteromonadales; 


v 


219878369|ref|NR_025508.1 
Halomonad 


219878367 


acea 
ref 


e; Halomonas 
NR_025506.1 


ria; Proteobacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Psychromonas profunda 


1756574 17580 


69 Psychromonas profunda Bacteria; 


Proteobacteria; 
32224 
halodurans strain 
Bacteria; Proteob 
32224 
strain LMG 20362 
Proteobacteria; 

32224 
strain LMG 2096 
Proteobacteria; 
32224 


G 
Bacteria_16S 
Bacteria_16S 


G 
Bacteria_16S 


G 


ammaproteobacteria; Alteromonadales; P 
1766026 1766071 10 55 gi 

34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1776505 1776550 10 55 gi 


ammaproteobacteria; Vibrionales; Vibri 
1784050 1784095 10 55 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


16S ribosomal RNA, partial sequence 1776030 17774 


R-3712 16S riboso: 
Gammaproteobacter 


32224 


Bacteria_16S 1791613 1791658 10 55 


Bacteria_16S 


LMG 19999 16S rib 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


1793087 1793132 10 


osomal RNA, partial sequence 


gi 


1791138 1792572 Vibri 


sychromona 
219878360 
ence 17655 
ales; Ecto 
219878352 


daceae; 
ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025491.1 


ibrio. 
ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomona 
NR_025480.1 
agasii Bacte 


Oonaceae; V 
219878347 
17835 
Halomonad 
219878341|ref 


o ch 


Ss. 


Psychromonas. 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Halomonas muralis 
nas muralis Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Proteobacteria; 
32224 


Gammaproteobacter 
32224 
strain LMG 20546 
Proteobacteria; 
32224 
strain LMG 20536 
Proteobacteria; 
32224 
stellipolaris str 
stellipolaris Bac 
Alteromonas. 
32224 
strain ME102 16S 
Proteobacteria; 
32224 
israelensis strai 
Bacteria; Proteob 
32224 
canadensis strain 
canadensis Bacter 
Chromohalobacter. 
32224 


G 
Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Vibrionales; Vibri 
1794642 1794687 10 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1796127 1796172 10 §5 gi 


ammaproteobacteria; Vibrionales; Vibri 
1797681 1797726 10 55 gi 


ammaproteobacteria; Vibrionales; Vibri 
1860205 1860250 10 55 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1861746 1861791 10 55 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1863253 1863298 10 55 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1864835 1864880 10 55 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


gi 


1867907 1867952 16 61 


1794167 1795601 Vibri 


16S ribosomal RNA, partial sequence 1795652 17971 


16S ribosomal RNA, partial sequence 1797206 17986 


o xuii Bacteria; 


gi 


1867493 186885 


55 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
1792623 1794116 Vibrio pacinii Bacteria; 
onaceae; Vibrio. 
55 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 


Proteobacteria; 


219878338|ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 

onaceae; Vibrio. 

219878337|ref|NR_025476.1| Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


onaceae; Vibrio. 

219878294 |ref|NR_025433.1] Alteromonas 

al sequence 1859752 1861233 Alteromonas 

eria; Alteromonadales; Alteromonadaceae; 
219878293|ref|NR_025432.1| Oleiphilus messinensis 

1861284 1862720 Oleiphilus messinensis Bacteria; 

Oleiphilaceae; Oleiphilus. 

219878292 |ref|NR_025431.1| Chromohalobacter 

nce 1862771 1864302 Chromohalobacter israelensis 
irillales; Halomonadaceae; Chromohalobacter. 
219878291|ref|NR_025430.1| Chromohalobacter 
sequence 1864353 1865884 Chromohalobacter 

a; Oceanospirillales; Halomonadaceae; 

219878289 |ref|NR_025428.1| Chelatococcus 


8 Chelatococcus 


asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 


Chelatococcus. 


32224 Bacteria_16S 


1875457 1875502 10 


55 


strain HK85 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


32224 Bacteria_16S 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 


32224 Bacteria_16S 


1904475 1904520 10 


1928744 1928789 10 


55 


55 


strain 2674 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


32224 Bacteria_16S 


1930280 1930325 10 


55 


strain 2693 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


32224 Bacteria_16S 


1939238 1939283 16 


61 


gi|219878284 
1874987 18764 


gi|219878260 


ref|NR_025423.1 


Haemophilus 
NR_025399.1 


eae; 
ref 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Thioalkalicoccus 


1904081 1905405 Thioalkalicoccus limnaeus 
Chromatiaceae; Thioalkalicoccus. 
gi|219878242|ref|NR_025381.1| Moritella profunda 

1928261 1929762 Moritella profunda Bacteria; 
Moritella. 
gi|219878241|ref|NR_025380.1| Moritella abyssi 
1929813 1931309 Moritella abyssi Bacteria; 
ae; Moritella. 
gi|219878235|ref|NR_025374.1| Methylobacterium 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 


fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; 


Methylobacterium. 
32224 Bacteria_16S 


strain 95Al 16S ribosomal RNA, 


1962141 1962186 10 


55 


complete sequence 


gi|219878220 
1961654 19631 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


32224 Bacteria_16S 


1966717 1966762 10 


55 


strain BM5 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


32224 Bacteria_16S 


1988215 1988260 10 


55 


gi|219878217 
1966261 19677 


gi|219878203 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


32224 Bacteria_16S 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial 
proteamaculans Bacteria; 


Serratia. 
32224 Bacteria_16S 
strain DSM 30063 


1989763 1989808 10 
Proteobacteria; 


1991311 1991356 10 


55 


Gammaproteobacteria; 


55 


219878202 
sequenc 


gi 


gi|219878201 


16S ribosomal RNA, partial sequence 1990842 19923 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


32224 Bacteria_16S 


1992854 1992899 10 


55 


gi|219878200 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 19938 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


32224 Bacteria_16S 
strain DSM 12358 


1994402 1994447 10 


55 


gi|219878199 


16S ribosomal RNA, partial sequence 1993927 19954 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


32224 Bacteria_16S 


1995937 1995982 10 


55 


gi|219878198 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 19969 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


32224 Bacteria_16S 
strain DSM 30118 


1997482 1997527 10 


55 


gi|219878197 


16S ribosomal RNA, partial sequence 1997016 19985 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


32224 Bacteria_16S 


1999021 1999066 10 


55 


gi|219878196 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragi 


Gammaproteobacteria; 
32224 Bacteria_16S 
proteus strain 42 
Bacteria; 


32224 Bacteria_16S 


Enterobacteriales; 


2000555 2000600 10 


2002091 2002136 10 


Enterobacteriaceae; 


55 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


55 


Pragi 
219878195 
20000 


gi 


gi|219878194 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


32224 Bacteria_16S 


2003623 2003668 10 


55 


gi|219878193 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


32224 Bacteria_16S 


2005168 2005213 10 


55 


gi|219878192 


strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 20061 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


32224 Bacteria_16S 


2006714 2006759 10 


55 


gi|219878191 


strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20077 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


32224 Bacteria_16S 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
32224 Bacteria_16S 


2008258 2008303 10 
Proteobacteria; 


2009817 2009862 10 


55 


Gammaproteobacteria; 


55 


219878190 
sequence 
Entero 


gi 


gi|219878189 


strain S1/6-571 16S ribosomal RNA, partial sequence 2009346 20108 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


32224 Bacteria_16S 


2024688 2024733 10 


55 


Rhizo 


Ent 


1938810 194024 
biales; Methylob 
ref|NR_025359.1 
eae; 
ref|NR_025356.1 
Thiocapsa. 
ref |NR_025342.1 


teriaceae; 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 


teriaceae; Serra 
ref |NR_025339.1 


teriaceae; Serra 
ref |NR_025338.1 


teriaceae; Serra 
ref |NR_025337.1 


teriaceae; Rahne 
ref |NR_025336.1 


teriaceae; Prote 
ref|NR_025335.1 
a fontium Bacter 
a. 

ref 


NR_025334.1 


Enterobacteriac 
ref |NR_025333.1 


teriaceae; Lemin 
ref |NR_025332.1 


teriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 

2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 


gi|219878179 


9 Methylobacterium 
acteriaceae; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
Pasteurella. 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 


ref |NR_025318.1 


Isochromatium buderi 


strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


Isochromatium. 


32224 Bacteria_16S 
strain LMG 317541 
Proteobacteria; 
32224 
carotovorum subsp. 


Bacteria_16S 


2026246 2026291 10 


2027689 2027734 10 


55 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 


55 


odoriferum strain LMG 17566 16S ribosomal RNA, 


219878178 
20257 


gi 


gi|219878177 


omonadaceae; 


ref 


ref 


NR_025317.1 


NR_025316.1 


Aeromonas popoffii 


59 2027165 Aeromonas popoffii Bacteria; 
Aeromonas. 


Pectobacterium 


partial sequence 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 


32224 Bacteria_ 
strain SW-47 16S 


Proteobacteria; 
32224 Bacteria_16S 
elongatus strain 
elongatus Bacteria; 
Microbulbifer. 


32224 Bacteria_16S 


DSM 4568 16S ribosomal R 


Gammaproteobacteria; 


32224 Bacteria_16S 


microaerophila strain AL 
microaerophila Bacteria; 


Thioalkalispira. 
32224 Bacteria_16S 


salipaludis strain SM-1 


Bacteria; 
32224 Bacteria_16S 
strain NCIMB 8634 
Proteobacteria; 
32224 Bacteria_16S 
strain K9951 16S 
Proteobacteria; 


32224 Bacteria_16S 


Gammaproteobacteria; 


Proteobacteria; 


2137531 2137576 10 


2187496 2187541 10 


2238999 2239044 10 


EN 1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


55 


16S ribosomal RNA, partial sequence 21370 
Proteobacteria; 


Pseudomonadales; 


55 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


55 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; 


32224 Bacteria_16S 


2240510 2240555 10 


Gammaproteobacteria; Enterobacteriales; Enterobac 


55 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; 
32224 Bacteria_16S 
strain ATCC 33638 
Bacteria; 


32224 Bacteria_16S 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; 


Yersinia. 
32224 Bacteria_16S 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
32224 Bacteria_16S 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 
32224 Bacteria_16S 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 


thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Ch 
Thioalkalivibrio. 

32224 Bacteria_16S 2290921 2290966 10 55 gi| 219857538 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alter 
Pseudoalteromonas. 

32224 Bacteria_16S 2298429 2298474 10 55 gi| 219857531 


strain L2-TR 16S 
Proteobacteria; 

32224 Bacteria_16S 
strain 63287 16S 


32224 Bacteria_16S 


34632 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


32224 Bacteria_16S 


2242021 2242066 10 


2243532 2243577 10 


2271253 2271298 10 


2272725 2272770 10 
Proteobacteria; 


2286440 2286485 10 


2299877 2299922 16 


2301345 2301390 16 


2302889 2302934 10 


Proteobacteria; 


Gammaproteobacteria; Enterobacteriales; Enterobac 


55 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


55 


55 


KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


55 


Gammaproteobacteria; Alte 


55 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Idiomarinac 


61 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


61 


2300928 2302353 Afipi 


55 


Gammaproteobacteria; 


Chr 


gi|219857643 


gi|219857607 
2187032 21885 


gi| 219857573 
2238534 22399 


gi| 219857572 
2240045 22415 


219857571 
22415 


gi 


219857570 
partial s 


gi 
gi|219857552 
P 


219857551 
sequence 


gi 


gi|219857541 


2297982 22993 


gi| 219857530 
2299447 23008 


gi] 219857529 


gi| 219857528 


Pseudomonad 


ref 


ref 


e; 
ref 


teri 


ref 


ref 


ref 
eque 
Ent 


ref 


romo 


ref 


roma 


omon 


ref 


eae; 
ref 


ae; 
ref 


a bi 


ref 


2126557 212798 
omatiales; 


aceae; 


94 Yersinia 


05 Yersinia 
teriaceae; 


56 2243016 Yersin 
Enterobacteriac 


90 2272278 Pseudo 
seudoalteromonad 


2285990 228738 


NR_025232.1 


Cellvibri 
NR_025196.1 
NR_025161.1 


aceae; Yersi 
NR_025160.1 


Yersi 
NR_025159.1 


NR_025158.1 
nce 224306 
erobacterial 


NR_025140.1 


adales; 
NR_025119.1 


Idiomarina. 
NR_025118.1 


Bosea. 
NR_025117.1 
rgiae Bacter 


NR_025116.1 


Alteromonas marina 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Cedecea davisae strain 
Proteobacteria; 


Enterobacteriaceae; Pectobacterium. 
16S 2101129 2101174 10 55 gi|219878121|ref|NR_025260.1 
ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 
2116358 2116403 10 55 gi| 219857657 |ref|NR_025246.1 
DSM 6810 16S ribosomal RNA, partial sequence 2115900 211739 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
2120892 2120937 10 55 gi|219857654|ref|NR_025243.1 
NA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; 
Enterobacteriales; Enterobacteriaceae; Cedecea. 
2127005 2127050 10 55 gi|219857650|ref|NR_025239.1 
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2170831 2170876 10 55 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
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56 Edwardsiella ictaluri Bacteria; 
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ref|NR_024706.1 
2854985 2856506 Pseudo: 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 


Pseudomonas flectens 
monas flectens Bacteria; 


32224 Bacteria_16S 2860083 2860128 16 61 gi|219856884|ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 

32224 Bacteria_16S 2863180 2863225 10 55 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

32224  Bacteria_16S 2866263 2866308 10 55 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

32224 Bacteria_16S 2892473 2892518 10 55 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

32224 Bacteria_16S 2930464 2930509 10 55 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

32224 Bacteria_16S 2931969 2932014 10 55 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

32224 Bacteria_16S 2947189 2947234 10 55 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

32224 Bacteria_16S 2948679 2948724 10 55 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

32224 Bacteria_16S 2950167 2950212 10 55 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

32224 Bacteria_16S 2951668 2951713 10 55 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

32224 Bacteria_16S 2953166 2953211 10 55 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

32224 Bacteria_16S 2966738 2966783 10 55 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

32224 Bacteria_16S 2989653 2989698 10 55 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

32224 Bacteria_16S 2991188 2991233 10 55 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

32224 Bacteria_16S 2992680 2992725 10 55 gi|219846928|ref|NR_026520.1| Legionella brunensis 
strain 441-1 16S ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

32224 Bacteria_16S 3056519 3056564 10 55 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

32224 Bacteria_16S 3058055 3058100 10 55 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

32224 Bacteria_16S 3071436 3071481 16 61 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

32224 Bacteria_16S 3072943 3072988 10 55 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

32224 Bacteria_16S 3095564 3095609 10 55 gi|219846858|ref|NR_026450.1| Ruminobacter 
amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; Ruminobacter. 

32224 Bacteria_16S 3116596 3116641 10 55 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 

32224 Bacteria_16S 3127115 3127160 16 61 gi| 219846837 |ref|NR_026429.1| Hyphomicrobium 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3126704 3128141 Hyphomicrobium 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
32224 Bacteria_16S 3128603 3128648 16 61 gi|219846836|ref|NR_026428.1| Hyphomicrobium 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 


hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 

32224 Bacteria_16S 3149632 3149677 10 55 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
32224 Bacteria_16S 3172515 3172560 10 55 gi|219846806|ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

32224 Bacteria_16S 3227142 3227187 10 55 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

32224 Bacteria_16S 3266395 3266440 10 55 gi| 219846743 |ref|NR_026335.1| Legionella drancourtii 
strain LLAP12 16S ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

32224 Bacteria_16S 3267813 3267858 10 55 gi|219846742|ref|NR_026334.1| Legionella lytica 
strain L2 16S ribosomal RNA, partial sequence 3267345 3268825 Legionella lytica Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

32224 Bacteria_16S 3270919 3270964 10 55 gi|219846740|ref|NR_026332.1| Shigella dysenteriae 
strain ATCC 13313 16S ribosomal RNA, partial sequence 3270447 3271933 Shigella dysenteriae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella. 

32224 Bacteria_16S 3272457 3272502 10 55 gi|219846739|ref|NR_026331.1| Shigella flexneri 
strain ATCC 29903 16S ribosomal RNA, partial sequence 3271984 3273471 Shigella flexneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella. 

32224 Bacteria_16S 3319610 3319655 10 55 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

32224 Bacteria_16S 3353052 3353097 10 55 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

32224 Bacteria_16S 3385209 3385254 10 55 gi| 219846659 |ref|NR_026251.1| Chromohalobacter 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

32224 Bacteria_16S 3386682 3386727 10 55 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

32224 Bacteria_16S 3388194 3388239 10 55 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
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32224 
strain ATCC 14048 
Proteobacteria; 
32224 
strain NS 16S rib 
Proteobacteria; 
32224 
strain ATCC 35912 
Bacteria; Proteob 
32224 
strain WO-44C 16S 
Proteobacteria; 
32224 
strain CIP 7430 
Proteobacteria; 
32224 
succiniciproducen 
succiniciproducen 
Anaerobiospirillu 
32224 
strain IC079 16S 
Proteobacteria; 

32224 
strain ATCC 15712 
Bacteria; Proteob 
32224 
strain HK 204 16S 
Proteobacteria; G 
32224 
strain EN 101 16S 
Proteobacteria; G 
32224 
wasabiae strain S 
Bacteria; Proteob 
32224 
betavasculorum st 


G 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3563799 3563844 10 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3565279 3565324 10 55 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3566785 3566830 10 55 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3568291 3568336 10 55 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3575855 3575900 10 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3612418 3612463 10 55 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
3633434 3633479 10 55 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m. 


55 gi 


3660993 3661038 10 55 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
3667120 3667165 10 55 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3668625 3668670 10 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670132 3670177 10 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3671639 3671684 10 55 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673148 3673193 10 55 gi 
rain ATCC 43762 16S ribosomal RNA, par 


gi 


betavasculorum Bacteria; Proteobacteria; Gammaproteobac 
Pectobacterium. 
32224 Bacteria_16S 3674653 3674698 10 55 gi 


strain 1846 16S 
Proteobacteria; 
32224 


G 


Bacteria_16S 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3692876 3692921 10 55 gi 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 
32224 
strain P-172-71 1 
Proteobacteria; G 
32224 
porcinus strain N 
Bacteria; Proteob 
32224 
apsheronum strain 
Bacteria; Proteob 
32224 
strain A089 16S r 
Proteobacteria; G 
32224 
strain PS-1 16S r 
Proteobacteria; G 
32224 
allosaccharophila 
allosaccharophila 
Aeromonas. 

32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; Gammaproteobacteria; Methyloc 
3694403 3694448 10 55 gi 


ammaproteobacteria; Pasteurellales; Pa 
3695840 3695885 10 55 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3698852 3698896 11 55 gi 

1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3749330 3749375 10 55 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3797598 3797643 10 55 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3812812 3812857 10 55 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
3823561 3823606 10 


55 gi 


3563299 3564734 Vibri 


3566301 35677 


3575389 35768 


3660516 36619 


3668184 36696 


3669690 36711 


3674212 36756 


6S ribosomal RNA, partial sequence 3693916 36953 


3748871 37503 


3797117 37986 


219846533|ref 


o nereis Bacter 
219846532 
35647 
onaceae; V 


219846531 


ref 
85 3566250 V 
ibrio 
ref 


ibri 


ibri 
ref 
07 3569262 V 
onaceae; Vi 
ref 


onaceae; V oO. 
219846530 
35678 
les; Vibri 
219846525 


ibri 
brio 


ionellacea 
219846497 
36119 
omonadacea 
219846483 
al sequenc 
obacteria; 


e; L 
ref 


egionella. 


e; Aeromonas. 
ref 
e 3633011 36344 
Aeromonadales; 


219846464 |ref 


1lteromonad Glacieco 
219846459 
36666 
cteriales; 
219846458 


acea 
ref 
79 3668133 Brenn 
Enterobacteria 
ref 


e; 


teri Erwi 


ref 


Enterobac 
219846457 


aceae; 


teri Bren 
ref 
96 3672653 Pecto 
Enterobacteria 
ref 
nce 


erob 


Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


aceae; 


36727 
acteriales; 


219846454 |ref 


teri Pant 
ref 
15 3693865 Methy 
ethylococcaceae 
ref 


Enterobac 
219846442 
36924 
occales; M 
219846441 


aceae; 


steurellac 
219846439 
ce 36953 
llales; Pa 
219846437 
nce 3698359 3699831 Desul 
ibrionales; Desulfomicrob 
219846401|ref 


eae. 
ref 
71 3696836 Actin 
steurellaceae; 

ref 


ibri 
ref 


onaceae; V 
219846364 


Oo. 


iace 
ref 

uenc 

Aero. 


ciricketts 
219846354 
artial seq 
bacteria; 


ae; Cyclocl 


e 38123 
monadales; 


219846347 
sequence 
acteria; 


ref 
3823071 38245 


Pasteurellales; 


parahaemolyticus strain 536 16S ribosomal RNA, complete 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteob 
Haemophilus. 

32224 Bacteria_16S 3825091 3825136 10 55 gi 


strain NCTC 3438 


16S ribosomal RNA, complete sequence 


219846346 |ref 


NR_026125.1 
NR_026124.1 
NR_026123.1 
56 Vibrio diazotrophicus Bacteria; 
NR_026122.1 
NR_026117.1 


54 Legionella feeleii Bacteria; 


NR_026089.1 
33 3613434 Aeromo 


NR_026075.1 


NR_026056.1 
90 Glaciecola pallidula Bacteria; 


NR_026050.1 
NR_026049.1 
39 Erwinia persicina Bacteria; 


NR_026048.1 
45 Brenneria nigrifluens Bacteria; 


NR_026047.1 


NR_026046.1 


NR_026045.1 
66 Pantoea ananatis Bacteria; 


NR_026033.1 
NR_026032.1 
20 Pasteurella aerogenes Bacteria; 


NR_026030.1 
NR_026028.1 
NR_025992.1 


67 Vibrio scophthalmi Bacteria; 


NR_025955.1 
10 Cycloclasticus pugetii Bacteria; 


NR_025945.1 
NR_025938.1 


NR_025937.1 


i 


fe} 


fo} 


i 


1 


e 


Cc 


n 


n 


b 
c 


0 


fo} 


1 


v 


fe) 
A 


f 
i 


a 


2 
A 


4 
P 


Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


Vibrio cincinnatiensis 
cincinnatiensis 


Legionella feeleii 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Glaciecola pallidula 


a. 
Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


ia. 
Brenneria nigrifluens 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


ea. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Pasteurella aerogenes 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Vibrio scophthalmi 


Cycloclasticus pugetii 


sticus. 

Aeromonas 
7 3813828 Aeromonas 
eromonadaceae; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 


3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 


32224 Bacteria_16S 


hominis strain 6573 16S ribosomal RNA, partial sequence 


Bacteria; 


32224 Bacteria_16S 


strain C-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


32224 Bacteria_16S 


strain 62 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


32224 Bacteria_16S 


oligotrophica strain S58 16S ribosomal RNA, partial sequence 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; 


32224 Bacteria_16S 


strain Gl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


32224 
extorquens strain 


Bacteria_16S 


Methylobacterium. 
32224 Bacteria_16S 


strain PW2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 Bacteria_16S 


strain 101 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


32224 Bacteria_16S 
salexigens strain 
Bacteria; 


32224 Bacteria_16S 


strain CL-SP19 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


32224 Bacteria_16S 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


Bacteria; 


32224 Bacteria_16S 


chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


chungwhensis Bacteria; 
Salinimonas. 
32224 Bacteria_16S 


strain 848 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


32224 Bacteria_16S 


strain R22 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


32224 Bacteria_16S 
daepoensis strain 


Marinobacter. 
32224 Bacteria_16S 
flavimaris strain 


Marinobacter. 
32224 Bacteria_16S 
strain TF-22T 16S 


3828137 3828182 10 


Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


3835507 3835552 10 


3837037 3837082 10 


3911966 3912011 16 


3913372 3913417 10 


3939041 3939086 16 


TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


3944862 3944907 16 


3949245 3949290 16 


3970219 3970264 10 


3983198 3983243 10 


4002511 4002556 10 


4005524 4005569 10 
Proteobacteria; 


4008541 4008586 10 


4010075 4010120 10 


4019095 4019140 10 


SW-156 16S ribosomal RNA, partial sequence 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; 


4020641 4020686 10 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; 


4044947 4044992 10 


ribosomal RNA, partial sequence 


55 219846344|ref|NR_025934.1 


gi 


55 gi|219846338|ref|NR_025928.1 


55 gi| 219846337 |ref|NR_025927.1 


61 gi|219846286|ref|NR_025876.1 


Rhizobiales; 


55 gi| 219846285 |ref|NR_025875.1 


Halomonas. 


Halomonas. 


Cardiobacterium 


3827653 3829122 Cardiobacterium hominis 
Cardiobacteriaceae; 


Cardiobacterium. 
Halomonas halodurans 


3835060 3836533 Halomonas halodurans Bacteria; 


Halomonas pacifica 


3836584 3838063 Halomonas pacifica Bacteria; 


Agromonas 


3911550 3912857 Agromonas 
Bradyrhizobiaceae; Agromonas. 


Xenorhabdus poinarii 


3912908 3914383 Xenorhabdus poinarii Bacteria; 


Xenorhabdus. 
61 gi|219846266|ref|NR_025856.1| Methylobacterium 
complete sequence 3938625 3940031 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 
61 gi|219846262|ref|NR_025852.1| Acidocella facilis 


Acetobacteraceae; 


61 219846259|ref|NR_025849.1 


gi 


Acetobacteraceae; 


3944448 3945854 Acidocella facilis Bacteria; 
Acidocella. 


Acidocella aminolytica 


3948831 3950236 Acidocella aminolytica Bacteria; 
Acidocella. 


Rhodothalassium 


WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Rhodothalassium. 
Idiomarina seosinensis 


55 gi| 219846245 |ref|NR_025835.1 

55 gi|219846236|ref|NR_025826.1 
3982735 3984197 Idiomarina seosinensis Bacteria; 

Idiomarina. 

55 gi|219846223|ref|NR_025813.1 


Vibrionaceae; 
219846221|ref|NR_025811.1 
4005071 400647 
Alteromonadales; 


55 gi 


Photobacterium 


4002046 4003543 Photobacterium lipolyticum 
Photobacterium. 


Salinimonas 
7 Salinimonas 


Alteromonadaceae; 


Aeromonas molluscorum 


55 gi|219846217|ref|NR_025807.1 
4008054 4009559 Aeromonas molluscorum Bacteria; 
Aeromonas. 
55 gi|219846216|ref|NR_025806.1 


Idiomarina. 
ref|NR_025800.1 

4018632 402012 
Alteromonadales; Altero 


55 gi| 219846210 


55 219846209|ref|NR_025799.1 


4020178 402167 


gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Bacteria_16S 


32224 
HDS1-1 16S riboso 
Gammaproteobacter 
32224 
aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas 
32224 
maritimus strain 
Bacteria; Proteob 
32224 
HT 2-1 16S riboso 
Gammaproteobacter 
32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 


4046478 4046523 10 

mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4052410 4052455 10 55 gi 
3562 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromona 
4056887 4056932 10 55 gi 
TF-17 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromona 
4103703 4103748 10 55 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


4045996 4047515 Vibrio ezurae Bacteri 


219846185 


219846182 


219846150 
4103238 4104753 Vibrio gallicus Bacte 


ref|NR_025775.1 
e 4051928 4053458 Pseudo 
dales; Pseudoalteromonad 


ref|NR_025772.1 
e 4056429 4057918 Microb 
dales; Alteromonadaceae; 


ref|NR_025740.1 


4123539 4123584 10 55 gi 


219846134 


ref 


Idiomarina ramblicola 


4009610 4011068 Idiomarina ramblicola Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Alteromonas litorea 
as. 


Vibrio ezurae strain 
a; 


Alteromonadales; Altero 

55 gi|219846190|ref|NR_025780.1 
4044490 4045945 Alteromonas litorea Bacteria; 

Alteromon 

55 gi|219846189|ref|NR_025779.1 


Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Microbulbifer 

ulbifer maritimus 
Microbulbifer. 

Vibrio gallicus strain 
ria; Proteobacteria; 


Volucribacter 


NR_025724.1 
412310 


3 4124536 Volucribacter 


psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Volucribacter. 


32224 Bacteria_16S 4128065 4128110 10 55 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

32224 Bacteria_16S 4129554 4129599 10 55 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

32224 Bacteria_16S 4169615 4169660 10 55 gi|219846100|ref|NR_025690.1| Marinobacter excellens 


strain KMM 3809 1 
Proteobacteria; 
32224 
strain G3-29 16S 
Proteobacteria; 

32224 


Marinobacter. 
32224 


32224 


Pseudoalteromonas 
32224 
paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas 
32224 
strain 34633 16S 


32224 
strain F2R9 16S r 
Proteobacteria; 
32224 
hispanicum strain 
Bacteria; Proteob 
32224 
aquaticum strain 
Bacteria; Proteob 
32224 
strain U 5/41 16S 
Proteobacteria; 
32224 
subsp. tularensis 
subsp. tularensis 
Francisella. 
32224 
strain 961*00022/ 
Actinobacteria; C 
32224 
guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 
32224 
strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 


32224 
thermoacetoxidans 
thermoacetoxidans 
32224 
strain N. Pfennig 
Bacteria; Proteob 
32224 
joergensenii stra 
joergensenii Bact 
Desulfospira. 

32224 
strain FF3 16S ri 


G 
Bacteria_16S 


G 
Bacteria_16S 
lipolyticus strai 
lipolyticus Bacte 
Bacteria_16S 
ganghwensis strain JC2044 16S ribosomal RNA, partial se 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacter 
Bacteria_16S 
translucida strain KMM 520 16S ribosomal RNA, partial s 
translucida Bacteria; 


Bacteria_16S 


Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribo 
ammaproteobacteria; Alteromonadales; A 
4186466 4186511 10 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
4191075 4191120 10 55 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


4195597 4195642 10 55 


gi 


4213677 4213722 10 55 


gi 
Proteobacteria; Gammaproteobacter 
4215231 4215276 10 55 gi 
ain KMM 3548 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


4222820 4222865 16 61 
ribosomal RNA, partial sequence 


gi 


4234911 4234956 10 55 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
4239434 4239479 16 61 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
4240893 4240938 16 61 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
4245417 4245462 10 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
13944 13988 16 60 gi 
strain B-38 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Gammaproteo 


gi 


33889 33929 15 55 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
36791 36827 19 55 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


38194 38230 19 55 gi 
162 16S ribosomal RNA, partial sequenc 


53594 53646 12 63 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
56534 56574 15 55 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
77572 77620 12 60 gi 
in B331 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


146061 146097 19 55 


somal RNA, partial sequence 4169129 41706 
eromonad 


1t 
219846085 


4186000 41874 
Vv 


onaceae; 
219846081 
uence 

ia; Altero 


, 


219846078 
quence 
ia; Oceano 
219846065 
equence 
ia; Altero 


, 


219846064 
1 sequence 
eria; Alte 


219846056 


4222451 42238 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
Bacteria_16S 


rhizobiace 
219846045 


4234473 42358 


Enterobac 
219846042 
nce 42390 
les; Methy 
219846041 
ce 42404 
les; Methy 
219722938 


4244934 42463 


Enterobac 
265679054 
1 sequence 
bacteria; 


265679041 

33436 
obacterine 
265679039 
ial sequen 
ia; Rhodob 


265679038 
e 37787 
hodobacter 
265679028 
1 sequence 
stridiales 
265679026 
nce 56079 
ales; Chro 
265679012 
uence 
ria; Desul 


265678965 


gi 
bosomal RNA, partial sequence 


acea 
ref 


e} 
NR_025675.1 
ibri 

ref 


oO. 
NR_025671.1 
190616 419208 
monadales; 


rs 


ref|NR_025668.1 
195136 419657 
spirillales; Ha 
ref|NR_025655.1 

4213214 421471 


monadales; Pseu 


rs 


ref|NR_025654.1 

4214764 421626 
romonadales; Ps 
ref|NR_025646.1 


Afipia. 
NR_025635.1 


ae; 
ref 


teriaceae; Klebs 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref|NR_024570.1 


teriaceae; 

ref |NR_029362.1 
13461 14981 

Thiotrichales; 


ref |NR_029349.1 

34786 Atopob 
ae; Coriobacteri 
ref |NR_029347.1 
ce 36384 37736 
acterales; Rhodo 
ref |NR_029346.1 

39128 Sulfit 
aceae; Sulfitoba 
ref |NR_029336.1 
53088 54587 
Peptococcaceae 
NR_029334.1 
57529 Thiocy 
matiaceae; Thioc 
ref |NR_029320.1 

77090 78536 


fobacterales; De 


ref 


NR_029273.1 


Alter 


h 


d 


e 


F 


64 Marinobacter excellens Bacteria; 
Marinobac 


ter. 
Vibrio superstes 


86 Vibrio superstes Bacteria; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


udoalteromonadaceae; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Escherichia coli 


83 Escherichia coli Bacteria; 
Esche 


richia. 

Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Thiocystis gelatinosa 
stis gelatinosa 

ystis. 

Desulfospira 
Desulfospira 
sulfobacteraceae; 


, 


Marinovum algicola 


145646 146993 Marinovum algicola Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 


32224 


propionicum strai 
Bacteria; 


32224 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


152100 152140 15 
n X2 16S ribosomal RNA, partial sequen 
Clostridia; 
190334 190374 15 


Clostridial 


55 gi 
ce 
Clostridiaceae; 


gi 


es; 
55 


265678961 
15161 


265678936 


ref |NR_029269.1| Clostridium 

7 153137 Clostridium propionicum 
Clostridium. 

ref|NR_029244.1| Methylomicrobium album 


strain BG8 16S ri 
G 
Bacteria_16S 
aurantiaca strain 
Proteob 
Bacteria_16S 
whittenburyi stra 

Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Proteobacteria; 
32224 


Bacteria; 
32224 
Methylococcaceae; 


32224 


Proteobacteria; 
32224 


kaustophilus stra 
kaustophilus Bact 


32224 
strain JW/AS-Y6 1 
Firmicutes; 


32224 Bacteria_16S 259191 259227 19 55 gi| 265678889 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial seque 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; R 
Ruegeria. 

32224 Bacteria_16S 271165 271205 15 55 gi| 265678879 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 

proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; 

32224 Bacteria_16S 283308 283356 12 60 gi| 265678871 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 
32224 
thermoautotrophic 
thermoautotrophic 
Moorella group; M 
32224 


Bacteria_16S 
strain A30 16S ri 
G 


Bacteria_16S 


Clost 


Bacteria_16S 


bosomal RNA, partial sequence 


Methylobacter. 
196375 196415 15 55 
bosomal RNA, partial sequence 


gi 


219675 219718 12 55 gi 
Bacillac 


gi 


Firmicutes; Bacillales; 

257700 257752 12 63 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; 


eria; 


in B54 16S ribosomal RNA, 


189853 19130 


195893 19735 
ammaproteobacteria; Methylococcales; Methylococc 
Bacteria_16S 
in BD 53 16S ribosomal RNA, partial se 


complete sequence 257219 25873 
Thermoanaerobacte 


complete sequence 


265678932 


265678916 
quence 

eae; Geoba 
265678890 


6 Methylomicrobium album Bacteria; 


ammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
191844 191884 15 55 gi|265678935|ref|NR_029243.1| Methylomonas 
JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
193354 193394 15 55 gi|265678934|ref|NR_029242.1| Methylobacter 
in 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 


Methylococcales; 


ref |NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 


Bacteria_16S 


eria; Proteobacteria; Deltaproteobacteria; Desul 
332146 332198 12 63 gi| 265678839 
a strain JW 701/3 16S ribosomal RNA, complete se 
a Bacteria; Firmicutes; Clostridia; Thermoanaero 
oorella. 
356173 356217 16 60 gi| 265678818 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
32224 Bacteria_16S 357606 357642 19 55 gi| 265678816 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial se 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Loktanella. 

32224 Bacteria_16S 365139 365175 19 55 gi| 265678811 
strain A3 16S ribosomal RNA, partial sequence 364736 36609 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
32224 Bacteria_16S 378700 378736 19 55 gi| 265678802 


strain HTCC2597 1 


32224 Bacteria_16S 394048 394088 15 55 gi| 265678792 
strain AIP 354.02 16S ribosomal RNA, partial sequence 39362 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacter 
32224 Bacteria_16S 503301 503337 19 55 gi| 265678716 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Loktanella. 

32224  Bacteria_16S 515336 515376 15 55 gi| 265678708 


ribosomal RNA, partial sequence 


marinisedimentorum strain DSM 15388 16S ribosomal RNA, 


marinisedimentorum Bacteria; 
Bacteria_16S 


32224 
strain CR 16S rib 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
32224 Bacteria_16S 571891 571927 19 55 gi| 265678671 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rho 
Jannaschia. 

32224 Bacteria_16S 582353 582397 16 60 gi| 265678664 
strain LF13 16S ribosomal RNA, partial sequence 581868 58337 
Caldithrix. 

32224 Bacteria_16S 620200 620244 16 60 gi| 265678638 


Proteobacteria; 
536767 536811 16 
osomal RNA, partial sequence 


Gammaprote 
60 gi 


355741 35715 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


536318 53780 


partial se 
obacteria; 
265678694 


aceae; Methylomicrobium. 
ref|NR_029224.1| Geobacillus 

219184 220608 Geobacillus 
cillus. 
ref|NR_029198.1| Moorella glycerini 
1 Moorella glycerini Bacteria; 
raceae; Moorella group; Moorella. 
ref|NR_029197.1| Ruegeria 
nce 258782 260120 Ruegeria 
hodobacterales; Rhodobacteraceae; 
ref|NR_029185.1| Clostridium 

270671 272189 Clostridium 
Lachnospiraceae; Butyrivibrio. 
ref|NR_029177.1] Desulfobacter 

282818 284333 Desulfobacter 
fobacterales; Desulfobacteraceae; 
ref|NR_029144.1] Moorella 
quence 331642 333194 Moorella 
bacterales; Thermoanaerobacteraceae; 
ref|NR_029123.1| Sphingopyxis terrae 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_029121.1] Loktanella 
quence 357208 358614 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029116.1| Salipiger mucosus 
9 Salipiger mucosus Bacteria; 
aceae; Salipiger. 
ref|NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 
aceae; Oceanicola. 
ref|NR_029097.1| Oribacterium sinus 
6 394999 Oribacterium sinus Bacteria; 
ium. 
ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029013.1| Reinekea 
quence 514864 516365 Reinekea 
Reinekea. 
ref|NR_028999.1| Caminibacter profundus 
2 Caminibacter profundus Bacteria; 
Caminibacter. 
ref|NR_028976.1| Jannaschia 

571472 572837 Jannaschia 


dobacterales; Rhodobacteraceae; 


ref|NR_028969.1| Caldithrix abyssi 
1 Caldithrix abyssi Bacteria; 


hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 


ref |NR_028943.1| Caminibacter 
619766 621178 Caminibacter 


32224 
strain L1-92 16S 

Firmicutes; Clost 
32224 
strain MV1075 16S 
Thermotogae; Ther 
32224 
strain ThSch 12 1 
Proteobacteria; G 
32224 
strain 111-35 16S 
Firmicutes; Clost 
32224 
strain 19glyl 16S 
Firmicutes; Clost 
32224 
postgatei strain 

Bacteria; Proteob 
32224 
subterraneus stra 
subterraneus Bact 
Thermaerobacter. 

32224 
strain U 16S ribo 
Bacillales; Bacil 
32224 
strain 19 16S rib 
Firmicutes; Clost 
32224 
xylanovorans stra 
xylanovorans Bact 
32224 
nubinhibens strai 
Bacteria; Proteob 
32224 
strain DSS-3 16S 
Proteobacteria; A 
32224 


algidixylanolyticum strain SPL73 16S ribosomal RNA, par 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; C 
32224 Bacteria_16S 957752 957800 16 63 gi 


caldoxylosilyticu 
caldoxylosilyticu 
32224 
acetoxidans DSM 7 
DSM 771 Bacteria; 
32224 
DSM 16069 16S rib 
Bacteria; Proteob 
32224 
colihominis DSM 1 
17241 Bacteria; F 
32224 
strain 01-570-1 1 
Firmicutes; Lacto 
32224 
strain AM1114 16S 
Firmicutes; Clost 
32224 
paucivorans strai 
Bacteria; Firmicu 
32224 
cellulosolvens 6 

Bacteria; Firmicu 
32224 
melanesiensis str 
melanesiensis BI4 
32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, partial sequence 1302478 13039 


Bacteria_16S 


Bacteria_16S 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 


658113 658153 15 55 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
670200 670248 16 63 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
703442 703482 15 55 gi 


gi 


ammaproteobacteria; Chromatiales; Chro 
706246 706286 15 55 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
726306 726350 11 55 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
778774 778822 12 60 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
801786 801838 12 63 gi 
in C21 16S ribosomal RNA, complete seq 
eria; Firmicutes; Clostridia; Clostrid 


839940 839992 12 63 
somal RNA, partial sequence 839468 
laceae; Geobacillus. 

846035 846075 15 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
909701 909741 15 55 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
928327 928363 19 55 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
929815 929851 19 55 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
931363 931403 15 55 gi 


gi 


55 gi 


s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
1159633 1159677 11 55 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1174877 1174917 15 55 
osomal RNA, partial sequence 

acteria; Gammaproteobacteria; Kangiell 
1183904 1183948 11 55 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; 
1220093 1220141 16 


gi 


Clostridiales; 
63 gi 


bacillales; Carnobacteriaceae; Allofus 
1223133 1223185 12 63 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1236853 1236893 15 55 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; 
1302925 1302965 15 55 


gi 


Lachno 
gi 


Eubact 
gi 


tes; Clostridia; Clostridiales; 


1332088 1332136 16 63 


657665 65912 


669757 67122 


6S ribosomal RNA, partial sequence 702960 70436 


6S ribosomal RNA, partial sequence 1219617 12211 


265678610|ref 


Anaerosti 
265678602 


pes. 
ref 


265678580 |ref 


matiaceae; 


ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1336621 1336657 19 55 gi 


0 Anaerostipes 


5 Lamprocystis 
Lamprocystis. 


NR_028915.1 


NR_028907.1 


NR_028885.1 


Anaerostipes caccae 


caccae Bacteria; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Lamprocystis purpurea 


purpurea Bacteria; 


265678578 |ref|NR_028883.1| Dorea longicatena 
705889 707204 Dorea longicatena Bacteria; 
Dorea. 
265678564|ref|NR_028868.1| Succinispira mobilis 
725825 727319 Succinispira mobilis Bacteria; 
Succinispira. 
265678526 |ref|NR_028830.1| Desulfobacter 
ce 778272 779794 Desulfobacter postgatei 
acterales; Desulfobacteraceae; Desulfobacter. 
265678511|ref|NR_028814.1| Thermaerobacter 
uence 801287 802838 Thermaerobacter 
iales; Clostridiales Family XVII. Incertae Sedis; 
265678486 |ref|NR_028789.1| Geobacillus uzenensis 
840930 Geobacillus uzenensis Bacteria; Firmicutes; 
265678482 |ref|NR_028785.1| Clostridium scindens 
845553 847081 Clostridium scindens Bacteria; 
Clostridium. 
265678438|ref|NR_028740.1| Clostridium 
quence 909211 910743 Clostridium 
iales; Clostridiaceae; Clostridium. 
265678426 |ref|NR_028728.1| Roseovarius 
nce 927903 929320 Roseovarius nubinhibens 
terales; Rhodobacteraceae; Roseovarius. 
265678425 |ref|NR_028727.1| Ruegeria pomeroyi 
929371 930833 Ruegeria pomeroyi Bacteria; 
hodobacteraceae; Ruegeria. 
265678424|ref|NR_028726.1| Clostridium 
tial sequence 930884 932385 Clostridium 
lostridiales; Clostridiaceae; Clostridium. 
265678406 |ref|NR_028708.1| Geobacillus 
ial sequence 957258 958773 Geobacillus 
cillaceae; Geobacillus. 
228721485|ref|NR_027608.1| Desulfotomaculum 
1159166 1160688 Desulfotomaculum acetoxidans 
; Peptococcaceae; Desulfotomaculum. 
228718578|ref|NR_027574.1| Kangiella koreensis 
1174405 1175898 Kangiella koreensis DSM 16069 
a. 
228717037|ref|NR_027558.1| Anaerotruncus 
ce 1183485 1184849 Anaerotruncus colihominis DSM 
Ruminococcaceae; Anaerotruncus. 
219878362|ref|NR_025501.1] Allofustis seminis 
16 Allofustis seminis Bacteria; 
tis. 
219878346 |ref|NR_025485.1] Caminicella sporogenes 
1222664 1224119 Caminicella sporogenes Bacteria; 
Caminicella. 
219878251|ref|NR_025390.1| Parasporobacterium 
ence 1236392 1237878 Parasporobacterium paucivorans 
spiraceae; Parasporobacterium. 
219846514|ref|NR_026106.1| Eubacterium 
66 Eubacterium cellulosolvens 6 
eriaceae; Eubacterium. 
228721494|ref|NR_027617.1| Thermosipho 
equence 1331586 1333097 Thermosipho 
Ss; Thermotogaceae; Thermosipho. 
228721486|ref|NR_027609.1| Phaeobacter 


1336206 1337587 Phaeobacter 


gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Phaeobacter. 


32224 Bacteria_16S 


32224 Bacteria_16S 
Bacteria; 
32224 Bacteria_16S 
strain ATCC 29176 
29176 Bacteria; 
32224 Bacteria_16S 


Bacteria; 
32224 Bacteria_16S 


Firmicutes; 


1351930 1351966 19 

Och 149 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteracea 
1362395 1362431 19 
antarcticus strain 307 16S ribosomal RNA, partial sequence 


Clostridia; 
1370001 1370037 19 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 


55 


55 


55 


55 


63 


strain TMO 16S ribosomal RNA, partial sequence 


Thermotogae; 
32224 Bacteria_16S 


Thermotogales; 


Thermotogaceae; 
1395584 1395632 16 


63 


strain KA3 16S ribosomal RNA, partial sequence 


Thermotogae; 
32224 Bacteria_16S 
strain TN-272 16S 
Firmicutes; Clostridia; 
32224 Bacteria_16S 


Thalassobacter. 
32224 Bacteria_16S 


WM1 Bacteria; Firmicutes; 
32224 Bacteria_16S 
51271 16S ribosomal RNA, 
Firmicutes; 
32224 Bacteria_16S 


phosphitoxidans Bacteria; 
Desulfotignum. 
32224 Bacteria_16S 
strain PC18 16S ribosomal 
Firmicutes; Clostridia; C 
32224 Bacteria_16S 
strain PC80 16S ribosomal 
Firmicutes; Clostridia; C 
32224 Bacteria_16S 
antarcticus strain EL-88 

antarcticus Bacteria; Pro 
Roseisalinus. 
32224 Bacteria_16S 


Loktanella. 
32224 Bacteria_16S 
strain 16351 16S 
Firmicutes; Clostridia; 
32224 Bacteria_16S 

strain R-8904 16S 


32224 Bacteria_16S 
strain JK 615 16S 
Firmicutes; 


32224 Bacteria_16S 


1491216 1491256 15 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Clostridiales; 
1498728 1498768 15 

complete sequence 
Clostridia; Clostridiales; Lachnospiraceae; 
1516639 1516687 12 
phosphitoxidans strain FiPS3 16S 


Clostridia; 


1518099 1518139 15 
RNA, partial sequence 
lostridiales; Lachnospiraceae; 
1519611 1519651 15 
RNA, partial sequence 
lostridiales; Lachnospiraceae; 
1610731 1610767 19 


1612211 1612247 19 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; 


1670118 1670158 15 
ribosomal RNA, partial sequence 

Clostridiales; 
1711261 1711297 19 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteracea 
1732576 1732616 15 
ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 
1769005 1769049 16 


Proteobacteria; 


Thermotogales; Thermotogaceae; Marinitoga. 
1408996 1409036 15 
ribosomal RNA, partial sequence 

Clostridiales; 
1444315 1444351 19 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; 


55 


55 


55 


55 


60 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 


55 


55 


55 


16S ribosomal RNA, partial sequence 
teobacteria; Alphaproteobacteria; 


55 


55 


55 


55 


60 


strain 525 16S ribosomal RNA, partial sequence 


Proteobacteria; 


32224 Bacteria_16S 


Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
1870933 1870981 16 


63 


strain 3S-1 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 
32224 Bacteria_16S 

strain DSM 13256, 
Thermotogae; 
32224 Bacteria_16S 
strain ET-5b 16S 
Firmicutes; 
32224 Bacteria_16S 


B 


acillaceae; 


1916410 1916458 16 
16S ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 
1968240 1968288 16 
ribosomal RNA, partial sequence 
Bacillales; Bacillales Family xX. 
2029229 2029269 15 

strain DSM 169 16S ribosomal RNA, partial sequence 


Geobacillus. 
63 


63 


55 


1351515 1352883 Roseobact 


Thermotoga. 


Clostridiaceae; 


1498269 1499735 Catonella 


Clostridiaceae; 


Incertae Sedis; 


228720499 |ref 


gi 


228719132|ref 


gi 
Rhodo 
228719063|ref 
13634 
Ruminococcacea 
228718299|ref 


gi 


gi 


Rhodo 
gi| 228715897 |ref 
1393543 


228715882 |ref 


gi 


1361976 1363364 Octade 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
1363862 1363902 15 
16S ribosomal RNA, partial sequence 
Clostridiales; 


15 1364816 Rumino 


NR_027593.1 
er litoralis 
e; Roseobact 
NR_027580.1 


bacteraceae; 
NR_027579.1 


e; Ruminococ 
NR_027572.1 


bacteraceae; 
NR_027542.1 


NR_027541.1 


Roseobacter litoralis 
Och 149 Bacteria; 
er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 
Oceanicola granulosus 


1370984 Oceanicola granulosus HTCC2516 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
1394028 1394076 16 


Oceanicola. 
Thermotoga lettingae 


1395055 Thermotoga lettingae TMO Bacteria; 


Marinitoga piezophila 


1395106 1396548 Marinitoga piezophila KA3 Bacteria; 


224581401 |ref 


gi 


NR_024719.1 


Clostridium hylemonae 


1408524 1409968 Clostridium hylemonae Bacteria; 


Clostridium. 
224581424|ref 

sequence 

Rhodoba 


gi 


gi| 219846902 |ref 
Clostridiaceae; 
gi| 219846656 |ref 


Catonella. 
gi|219873435|ref 
Desulf 


gi| 219857618 
1517647 15191 
Hespellia. 
gi|219857617|ref 
1519166 15206 


ref 


Hespellia. 


gi| 219878469 |ref 


Rhodobacte 


219878468 
sequence 
Rhodobact 


gi ref 


219878428 |ref 


gi 


1443876 144534 


1490749 1492247 Clostr 


1516159 151759 


1610323 161174 


1611794 161320 


NR_027205.1 
cterales; Rh 
NR_026494.1 
Clostridium. 
NR_026248.1 
morbi ATCC 
NR_025194.1 


obacterales; 


NR_025207.1 


NR_025206.1 


NR_025608.1 
rales; Rhodo 
NR_025607.1 
erales; Rhod 


NR_025567.1 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Clostridium 
idium saccharolyticum 


Catonella morbi ATCC 
51271 Bacteria; 


Desulfotignum 
6 Desulfotignum 


Desulfobacteraceae; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Clostridium bolteae 


1669639 1671136 Clostridium bolteae Bacteria; 


Clostridium. 


gi|219878400|ref 


NR_025539.1 


Loktanella salsilacus 


1710844 1712258 Loktanella salsilacus Bacteria; 


219878386|ref 


gi 


1732113 1733587 Butyrivibrio 


Butyrivibrio. 


gi| 219878358 |ref 


e; Loktanell 
NR_025525.1 


NR_025497.1 


a. 
Butyrivibrio hungatei 


hungatei Bacteria; 


Nautilia lithotrophica 


1768558 1770021 Nautilia lithotrophica Bacteria; 


Nau 


gi| 219878287 |ref 


tilia. 
NR_025426.1 


Geobacillus vulcani 


1870444 1871975 Geobacillus vulcani Bacteria; 


219878250 
19159 


gi ref 


219878216|ref 


gi 


11 1917433 Thermo 


NR_025389.1 


NR_025355.1 


Thermosipho geolei 
sipho geolei Bacteria; 


Thermicanus aegyptius 


1967755 1969180 Thermicanus aegyptius Bacteria; 


Thermica 


nus. 


gi|219878176|ref 


NR_025315.1 


Chromatium okenii 


2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 


32224  Bacteria_16S 2061500 2061540 15 55 gi| 219878149 |ref|NR_025288.1 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 206241 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 

32224 Bacteria_16S 2070638 2070686 16 63 gi| 219878143 |ref|NR_025282.1 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 207167 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 
32224  Bacteria_16S 2266627 2266675 16 63 gi| 219857555 |ref|NR_025143.1 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 22676 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

32224 Bacteria_16S 2277376 2277416 15 55 gi| 219857548 |ref|NR_025136.1 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methyl 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
32224 Bacteria_16S 2283462 2283502 15 55 gi|219857544|ref|NR_025132.1 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methyloba 
32224 Bacteria_16S 2289462 2289502 15 55 gi|219857539|ref|NR_025127.1 


strain LRC 5382 1 
Firmicutes; Clost 
32224 Bacteria_16S 
subterraneus stra 
Bacteria; Firmicutes; 
32224 Bacteria_16S 

dichotomicum stra 
dichotomicum Bacteria; 
32224 Bacteria_16S 


taejonensis strain JSS-54 16S ribosomal RNA, partial sequ 
ria; Proteobacteria; Alphaproteobacter 


taejonensis Bacte 
Sphingopyxis. 
32224 Bacteria_16S 
strain JSS-26 16S 


32224 Bacteria_16S 
strain Z-2189 16S 
Firmicutes; Clost 
32224 Bacteria_16S 
olearium strain S 
Bacteria; Firmicutes; 
32224 Bacteria_16S 

strain Pd55 16S r 
Proteobacteria; E 
32224 Bacteria_16S 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequ 
ria; Firmicutes; Bacillales; Alicyclob 


sendaiensis Bacte 
32224 
nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 
32224 Bacteria_16S 
strain EJ2M-B 16S 
Proteobacteria; 
32224 Bacteria_16S 
herbarius strain 
Bacteria; 
32224 Bacteria_16S 
strain DSM 5069 1 
Bacteria; Thermotogae; 
32224 Bacteria_16S 
strain VPI-C6-61 
Firmicutes; Clost 
32224 Bacteria_16S 
strain IHB1 16S r 
Thermotogae; 
32224 Bacteria_16S 
phaeum strain PB 
Firmicutes; Clost 
32224 Bacteria_16S 
strain 7 16S ribo 
Clostridia; Clost 
32224 Bacteria_16S 


Bacteria_16S 


ridia; 


teria; 


ridia; 


ridiales; 


2312080 2312128 16 


Bacillales; 
2453241 2453289 16 


Firmicutes; 
2457678 2457722 16 


2459171 2459215 16 


2466861 2466901 15 


Clostridiales; 
2504400 2504440 15 


Clostridia; 
2676155 2676199 16 


2728832 2728884 12 


2757044 2757096 12 
Firmicutes; 


2781151 2781191 15 


2787277 2787329 12 


2790243 2790291 16 


Thermotogales; 


2791730 2791770 15 


2827844 2827892 16 


2883519 2883571 12 


3032097 3032137 15 


3062599 3062635 19 


63 


in 34 16S ribosomal RNA, partial sequenc 
Bacillaceae; 


63 


in KCTC 3667 16S ribosomal RNA, partia 
Bacillales; 


60 


60 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


55 


ribosomal RNA, partial sequence 
Clostridiaceae; 


55 


R1 16S ribosomal RNA, partial sequence 
Clostridiales; 


60 


ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nauti 


63 


63 


ain JCM 11223 16S ribosomal RNA, parti 
Clostridia; 


55 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Thiot 


63 


CP-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 


63 


6S ribosomal RNA, partial sequence 2789778 27 
Thermotogaceae; 


55 


63 


ibosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


63 


55 


55 


Clostridium. 


6S ribosomal RNA, partial sequence 2288984 22904 
ridia; Clostridiales; Lachnospiraceae; 


Lachnobac 
219857521 
e 23115 
lus. 

219857417 
4 


gi 


Geobacil 
gi 


Thermoac 
gi|]219857411 
ence 


ia; 


gi|219857410 
2458757 24601 


gi| 219857405 
2466381 24678 
cl 
219857379 
25039 
Lachnospiraceae; 

gi| 219857205 

2675717 26771 
liaceae; 
219857168 
ence 
acillac 
219857148 
al sequenc 
diales; Cl 


gi 


gi 


gi 
Clostri 


219857129 
821 


gi 
2780730 27 


219857125 
27867 
Alicycl 
219857123 
912 
hermotoga. 
219857122 


gi 


gi 


T 
gi 


16S ribosomal RNA, partial sequence 2791299 27926 
ridia; Clostridiales; Lachnospiraceae; 


Coprococc 
gi| 219856905 
2827347 28288 


gi| 219856869 


16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


Thermoanaerobacte 
gi|219846901 


somal RNA, partial sequence 3031628 3033115 Clostridium indolis 
Clostridiaceae; 


219846880 


gi 


mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 


sequence 
tinomycetaceae; 


Sphingomon 


Sphingomon 


eae; 


richaceae; 


obacill 


terium. 
ref|NR_025109.1 
80 2313074 Geobac 


ref|NR_025005.1 
2452794 245426 
Thermoflav 
ref |NR_024999.1 
2457264 245870 
adales; Sphi 


ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024993.1 


ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024833.1 


Lebetimonas. 
ref |NR_024796.1 
2728379 272981 
Alicyclobacill 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_024757.1 
Thiothrix. 
ref|NR_024753.1 
86 2788314 Alicyc 
us. 


ref|NR_024751.1 


ref|NR_024750.1 
us. 


ref |NR_024726.1 


ref|NR_024688.1 


race 
ref 


ae; Thermace 
NR_026493.1 
B 


ref|NR_026472.1 


Lamprocystis 
5 Lamprocystis 


Chromatiaceae; Lamprocystis. 


Thermobacillus 
8 Thermobacillus 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Geobacillus 
illus subterraneus 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 
ostridium. 


Sporobacterium 
acterium olearium 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Alicyclobacillus 
lobacillus herbarius 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Clostridium indolis 
acteria; Firmicutes; 


Sulfitobacter 


3062186 306360 


0 Sulfitobacter 


32224 


strain N1 16S rib 
Proteobacteria; Alphaproteobacteria; 


32224 


halotolerans DSM 
Bacteria; 


32224 


pontiacus ChLG-10 
Bacteria; 


32224 


kuznetsovii strai 
kuznetsovii DSM 6 


32224 


guttoideum strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


guttoideum Bacteria; 


32224 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


32224 


strain Ekho Lake- 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal 


11383 1 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


n DSM 6115 16S 
115 Bacteria; 


DSM 40 
Firmicutes; 


3108980 3109016 19 


RNA, 


3111982 3112030 12 


3143580 3143616 19 


3155831 3155883 12 


3157424 3157464 15 


Firmicutes; 


55 


complete sequence 


60 


6S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


55 


RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae 


63 


ribosomal RNA, partial 
Clostridia; 


55 


24 16S ribosomal RNA, partial sequence 
Clostridia; 


cl 


gi| 219846849 
3108566 31099 


Rhodobacterales; Rhodobacteraceae; 


219846847 
31115 


gi 


219846826 
31431 


gi 


219846818 
sequence 


gi 


gi|219846817 


ostridiales; 


Clostridiales; 


Lachnospiraceae. 


ref|NR_026441.1 


ref |NR_026439.1 


ref|NR_026418.1 


ref|NR_026410.1 
3155325 315690 


ref|NR_026409.1 
3156952 315844 


Peptococcaceae; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
Rhodovulum. 


Desulfobacter 


17 3112988 Desulfobacter halotolerans 
Desulfobacteraceae; 


Desulfobacter. 
Sulfitobacter 


Sulfitobacter. 
Desulfotomaculum 

1 Desulfotomaculum 

Desulfotomaculum. 
Desulfotomaculum 

6 Desulfotomaculum 


69 3144565 Sulfitobacter pontiacus 
7 


Antarctobacter 
0 Antarctobacter 


Rhodobacteraceae; 


Roseovarius tolerans 


61 3164378 Roseovarius tolerans Bacteria; 


3161907 3161943 19 55 gi|219846814|ref|NR_026406.1 
in EL-219 16S ribosomal RNA, partial sequence 3161511 316291 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
3163368 3163404 19 55 gi| 219846813 |ref|NR_026405.1 
172 16S ribosomal RNA, partial sequence 31629 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 
3234710 3234762 12 63 gi|219846764|ref|NR_026356.1 


lipolytica strain JW265 16S ribosomal RNA, partial sequence 32342 


Bacteria; Clostridiales; 


32224 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 


sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thio 
Methylophaga. 
32224 Bacteria_16S 3301388 3301428 15 55 gi| 219846720 


strain B 16S ribo 
Clostridia; 


32224 


aotearoense strai 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


aotearoense Bacteria; 
Incertae Sedis; Thermoanaerobacterium. 


32224 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Clostridia; 


Firmicutes; 


3299856 3299896 15 


Blautia. 
3322644 3322692 16 


3425801 3425841 15 


55 


somal RNA, partial sequence 3300930 3302411 Blaut 
Clostridiales; 


63 


n JW/SL-NZ613 16S ribosomal RNA, partial 
Clostridia; T 


55 


Syntrophomonadac 
gi| 219846721 


219846704 
sequenc 
hermoanaerobactera 


gi 


gi|219846627 


aurantia Bacteria; 


Pseudoalteromonas 
32224 
strain DSM 9442 1 
Thermotogae; 
32224 
neopropionicum st 


Bacteria_16S 


Proteobacteria; Gammaproteobacteria; 


3451035 3451083 16 63 gi 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogales; 
Bacteria_16S 
rain DSM 3847 16S ribosomal RNA, 
neopropionicum Bacteria; 


Thermotogaceae; 
3526941 3526981 15 


Thermotoga. 
55 gi 
compl 


Firmicutes; Clostridia; Clostr 


Alteromon 
219846609 
219846558 


ete sequen 
idiales; C 


32224 


strain JB13 16S r 


32224 


strain 743A 16S r 
Firmicutes; 


32224 


celerecrescens st 
celerecrescens Ba 


32224 


psychrotropica st 
psychrotropica Ba 


32224 


arcticus strain 2 
Bacteria; 


32224 


strain E-37 16S r 


32224 


fibrisolvens stra 
fibrisolvens Bact 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


eria; 


3586484 3586524 15 


3595701 3595741 15 


Clostridiales; 
3598782 3598822 15 


Firmicutes; 
3662507 3662557 10 


Proteobacteria; 
3682283 3682319 19 


3716814 3716850 19 


3763064 3763104 15 


Firmicutes; 
3771942 3771984 13 


55 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


55 


ibosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


55 


rain DSM 5628 16S ribosomal RNA, partial 
Clostridia; 


60 


rain ACAM 179 16S ribosomal RNA, partial 


cteria; Gammaproteobacteria; Alt 


55 


38 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


55 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


55 


in ATCC 19171 16S ribosomal RNA, partial 
Clostridia; 


55 


gi|219846518 
3585997 35874 


gi|219846511 
3595254 35967 
Clostridiu 
219846508 
sequenc 
Clostridiales; C 

gi|219846463 
sequenc 


gi 


219846449 
36818 


gi 


gi|219846425 
3716418 37177 


219846390 
sequenc 
Clostridiales; Lac 


gi 


eae; 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref |NR_026312.1 
ia schinkii Bact 


ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026201.1 


ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026103.1 


m. 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026016.1 


aceae; Sagittula 
ref |NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 


gi| 219846383 


hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 


Thermosyntropha 


98 3235755 Thermosyntropha lipolytica 
Thermosyntropha. 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Blautia schinkii 
eria; Firmicutes; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Pseudoalteromonas 
9 Pseudoalteromonas 


teromonadaceae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Clostridium 

8 Clostridium 
lostridium. 
Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 

6 Clostridium 
lostridium. 

Colwellia 

6 Colwellia 
lwelliaceae; Colwellia. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 


ref |NR_025974.1 
3771473 377289 


Geobacter 
0 Geobacter 


32224 Bacteria_16S 


palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 37729 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


32224 Bacteria_16S 


3773416 3773458 13 


3796067 3796117 10 


55 


60 


gi 


gi 


219846382 


219846366 


ref 


ref 


41 3774411 Desul 


NR_025973.1 


NR_025957.1 


f 
Desulfuromonadaceae; 


Desulfuromonas 
uromonas palmitatis 
Desulfuromonas. 
Colwellia rossensis 


strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
32224 Bacteria_16S 3870403 3870447 16 60 gi|219846315|ref|NR_025905.1 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 387139 


cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Arcobacter 
1 Arcobacter 
Campylobacteraceae; 


Arcobacter. 


32224 Bacteria_16S 4017558 4017598 15 55 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 

32224 Bacteria_16S 4025150 4025190 15 55 gi|219846206|ref|NR_025796.1| Clostridium jejuense 


strain HY-35-12 1 


6S ribosomal RNA, partial sequence 4024698 40261 


32 Clostridium jejuense Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224  Bacteria_16S 4048028 4048080 12 63 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

32224 Bacteria_16S 4078129 4078181 12 63 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 


phenolicus strain 
phenolicus Bacteria; 
32224 Bacteria_16S 
delicatus strain 


LR7.2 16S ribosomal RNA, 


Firmicutes; 
4166588 4166624 19 


Clostridia; 


55 


complete sequence 
Clostridiales; 


gi 


KMM 3584 16S ribosomal RNA, partial sequence 


Pepto 
219846102 


ref 


rs 


4077655 40791 
coccaceae; 


166170 41675 


8 


NR_025692.1 
9 


Crypt 


3 Cryptanaerobacter 

anaerobacter. 
Sulfitobacter 

8 Sulfitobacter 


delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 
32224 Bacteria_16S 4168070 4168106 19 55 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 


strain KMM 3554 1 


32224 Bacteria_16S 


nitratireducens strain ALEN 2 16S ribosomal RNA, partial 
nitratireducens Bacteria; 


Thioalkalivibrio. 


4206063 4206103 15 


Proteobacteria; 


55 


6S ribosomal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


gi 


Gammaproteobacteria; 


219846071 
sequence 
Ch 


ref 


78 Sulfitobacter 


aceae; Sulfitoba 


4205616 42070 
romatiales; 


NR_025661.1 
3 


Ecto 


dubius Bacteria; 
cter. 
Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


32224 Bacteria_16S 4207558 4207610 12 63 gi|219846070|ref|NR_025660.1| Carboxydocella 

thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 

thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 

Sedis; Carboxydocella. 

32224 Bacteria_16S 4219826 4219866 15 55 gi|219846061|ref|NR_025651.1| Clostridium 

lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 

lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224 Bacteria_16S 4230381 4230433 12 63 gi|219846048|ref|NR_025638.1| Desulfotomaculum 

thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 

Clostridiales; Peptococcaceae; Desulfotomaculum. 

32224 Bacteria_16S 4231890 4231926 19 55 gi| 219846047 |ref|NR_025637.1| Leisingera 


methylohalidivorans strain MB2 16S ribosomal RNA, partial sequenc 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria 


Leisingera. 
32224 Bacteria_16S 


roseosalivarius strain AA718 16S ribosomal RNA, partial 
roseosalivarius Bacteria; 


Hymenobacter. 


18544 18583 16 


Bacteroidetes; 


55 


Sphingobacteria; 


gi 


265679051 
sequence 
Sphingo 


ref 


e 4231451 42328 
; Rhodobacterale 


18082 
bacteriales; 


8 


NR_029359.1 
19577 


Fle 


1 Leisingera 
s; Rhodobacteraceae; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


32224 Bacteria_16S 24737 24780 12 55 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


32224 Bacteria_16S 26209 26252 12 55 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224  Bacteria_16S 67108 67147 16 55 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 


asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 
32224 Bacteria_16S 


succinivorans strain S1-1 16S ribosomal RNA, partial sequence 
succinivorans Bacteria; 


70117 70160 12 


Firmicutes; 


55 


Clostridia; 


gi 


Clostridiales; Ve 


Sp 


265679017 


ref 


hingomonadales; 


69637 
illonellaceae; 


NR_029325.1 
71125 
s 


Sphingomonadaceae; 


Schwartzia 
Schwartzia 
chwartzia. 


32224 Bacteria_16S 83555 83598 12 55 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

32224 Bacteria_16S 86582 86625 12 55 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

32224 Bacteria_16S 101913 101952 16 55 gi|265678995|ref|NR_029303.1| Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 


thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 


32224 


moscoviensis stra 
moscoviensis Bact 


32224 


strain R-10 16S r 
Bacteroidetes; 


32224 


formicaceticum st 
formicaceticum Ba 


32224 


intestinale strai 
intestinale Bacteria; 


32224 


strain NCTC 279 1 
Firmicutes; 


32224 


proteolyticum str 
Bacteria; 


32224 


collagenovorans s 
collagenovorans B 


32224 


chartatabidum str 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


chartatabidum Bacteria; 


32224 


argentinense stra 


Bacteria_16S 


argentinense Bacteria; 


32224 


strain McClung 20 
Bacteria; 


32224 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


ibosomal RNA, 
Sphingobacteria; 
155218 155261 12 
rain Al 16S ribosomal RNA, partial sequence 


cteria; Clostridiales; 


Clostridia; 
187259 187302 12 
train SG 16S ribosomal RNA, partial se 
Firmicutes; 
197842 197885 12 
ain 163 16S ribosomal RNA, partial sequence 


acteria; 


Clostridia; 
210368 210411 12 


124807 124862 1 
in NSP M-1 16S ribosomal RNA, partial 
eria; Nitrospirae; Nitrospirales; Nitr 
132447 132486 16 
complete sequence 

Sphingobacteriales; Rho 


Firmicutes; 


207262 207305 12 
in ATCC 27322 16S ribosomal RNA, parti 
Clostridia; 
208815 208858 12 
04 16S ribosomal RNA, partial sequence 
Clostridiales; 


Firmicutes; 


Firmicutes; 
161314 161357 12 
n Catt39 16S ribosomal RNA, partial sequence 
Firmicutes; 
165951 165994 12 
6S ribosomal RNA, partial sequence 165488 16699 

Clostridiales; 
181032 181075 12 
ain CG 16S ribosomal RNA, partial sequ 
Clostridiales; 


Clostridia; 


beijerinckii stra 
beijerinckii Bact 
32224 
strain IP 2227 16 
Firmicutes; Clost 
32224 
polysaccharolytic 


Thermoanaerobacte 
32224 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
211923 211966 


eria; 


ridia; 
269629 269672 
um strain KMTHCJT 1 


S ribosomal RNA, partial sequence 
Clostridiales; 


strain Hbl 16S ri 


Bacteria_16S 


275739 275778 16 
bosomal RNA, partial sequence 


56 gi 


55 gi 


55 gi 
Clostridia; 


55 gi 


55 gi 


Clostridiaceae; 
55 gi 


55 gi 


Clostridia; 


55 gi 


Clostri 
gi 


Clostridia; 
55 


55 gi 


55 gi 


in McCoyA 67 16S ribosomal RNA, partia 
Clostridia; 


12 55 gi 
Clostridiaceae; 
12 55 gi 


6S ribosomal RNA, p 


55 gi 


Proteobacteria; Epsilonproteobacteria; Campylobacterale 


32224 


strain R85-13-6 1 


Bacteria_16S 


295513 295552 16 
6S ribosomal RNA, partial sequence 295056 296536 Helicobacter 


55 gi 


Proteobacteria; Epsilonproteobacteria; Campylobacterale 


32224 


strain MSB-8 16S 
Thermotogae; 


32224 


A strain ELTDK 10 
Bacteria; 


32224 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Clostridia; 
315230 315265 16 


304530 304569 16 
ribosomal RNA, 
Thermotogales; 


complete sequence 
Thermotogaceae; 
313766 313809 12 

3 16S ribosomal RNA, partial sequence 
Clostridiales; 


strain 2678 16S r 


ibosomal RNA, partial sequence 


55 gi 
Thermotoga. 
55 gi 


Clostr 


51 gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 
32224 
strain MK (Kaplan 


Bacteria_16S 


316694 316729 


16 51 gi 


) 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
32224 
strain H168 16S r 
Firmicutes; 
32224 


Bacteria_16S 


Clostridia; 
Bacteria_16S 


322785 322828 
ibosomal RNA, compl 

Halanaerobia 
375603 375642 


xylanilyticus strain XIL14 16S ribos 


xylanilyticus Bacteria; 


Firmicutes; 


32224 


Bacteria_16S 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 
massiliensis Bacteria; 


392555 392594 


Firmicutes; B 


12 55 gi 
ete sequence 
les; Halanaerobiace 
16 55 gi 
omal RNA, complete 
Bacillales; Paeniba 
16 55 gi 


Clostridi 


Clostr 


Clost 


Clostridiales; 


Clostr 


131953 133495 Rhodothermus 
dothermaceae; 
265678959 


208355 209857 Clostr 


265678979|ref|NR_029287.1| Nitrospira 

sequence 124349 125867 Nitrospira 
ospiraceae; Nitrospira. 
265678974|ref|NR_029282.1| Rhodothermus marinus 


marinus Bacteria; 


Rhodothermus. 
ref|NR_029267.1| Clostridium 
154728 156242 Clostridium 


Clostridiaceae; Clostridium. 


265678955 |ref|NR_029263.1| Clostridium 
160899 162283 Clostridium 
ales; Clostridiaceae; Clostridium. 
265678952|ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 
Clostridium. 
265678942|ref|NR_029250.1| Clostridium 


ence 180574 182073 Clostridium proteolyticum 


idiaceae; Clostridium. 
265678938|ref|NR_029246.1| Clostridium 
quence 186799 188298 Clostridium 
ridiales; Clostridiaceae; Clostridium. 
265678931|ref|NR_029239.1| Clostridium 
197405 198934 Clostridium 
diales; Clostridiaceae; Clostridium. 
265678924 |ref|NR_029232.1| Clostridium 
al sequence 206801 208304 Clostridium 
Clostridiaceae; Clostridium. 
265678923 |ref|NR_029231.1| Clostridium sporogenes 


idium sporogenes 


Clostrid 


artial sequence 
Thermoanaerobacterium polysaccharolyticum Bacteria; 
rales; Thermoanaerobacterales Family I 


Firmicutes; 
Incertae Sedis; 


26918 
Clostridia; 
Thermoanaerobacterium. 


Ss; 


S; 


3133 
idiaceae; 


265678876 
275297 276761 Helicobacter 
Helicobacteraceae; 
265678863 


Helicobacteraceae; 
265678857 
304028 30558 


265678851 


265678850 


ref |NR_029182.1 


Heli 
ref|NR_029169.1 
Heli 


ref|NR_029163.1 


ref|NR_029157.1 
15 314767 Clostr 
Clostridium. 
ref|NR_029155.1 


idiaceae; Clostridium. 

265678922 |ref|NR_029230.1| Clostridium 

1 sequence 209908 211410 Clostridium 

iales; Clostridiaceae; Clostridium. 

265678921|ref|NR_029229.1| Clostridium baratii 
211461 212968 Clostridium baratii Bacteria; 

Clostridium. 

265678880|ref|NR_029186.1| Thermoanaerobacterium 


3 270620 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Clostridium botulinum 
idium botulinum A 


Rickettsia canadensis 


314818 31623 
kettsiaceae; 


265678849 ea 
316282 317695 Ricke 
kettsiaceae; Rickettsieae 
265678845 
322285 32381 


265678804 
sequence 

cillaceae; 
265678793 


acillales; 


Paenibacillaceae; 


ref 


ref 


Halothermothrix. 
ref 


ref 


NR_029150.1 
8 Halothermothrix orenii Bacteria; 


NR_029109.1 
375101 37664 
Paenibacillus. 
NR_029098.1 
392074 393575 Paenibacillus 
Paenibacillus. 


1 Rickettsia canadensis Bacteria; 
Rickettsieae 


; Rickettsia; typhus 


-1| Rickettsia akari 


ttsia akari Bacteria; 
; Rickettsia; spotted 


Halothermothrix orenii 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 


32224 


favisporus strain 
Bacteria; 


32224 


strain DV1140 16S 
Thermotogae; 


32224 


strain Tf 16S rib 
Firmicutes; 


32224 


strain NO-502 16S 
Bacteroidetes; 


32224 


strain TMAO3 16S 
Firmicutes; 


32224 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


32224 


strain 3wWC2 16S r 
Firmicutes; 


32224 


hassiacum strain 
Bacteria; 


32224 


defluvii strain B 
Bacteria; 


32224 


H 1 16S ribosomal 
Clostridia; 


32224 


strain CK55 16S r 
Firmicutes; 


32224 


strain CK74 16S r 
Firmicutes; 


32224 


strain TOD45 16S 
Firmicutes; 


32224 


strain RSA19 16S 
Firmicutes; 


32224 


marismortui strai 
Bacteria; 


32224 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


32224 


nematophilus stra 
nematophilus Bact 


32224 


jalaludinii strai 
Bacteria; 


32224 


strain M39 16S ri 


32224 


naphthalenovorans 
naphthalenovorans 


32224 


strain Chj707 16S 
Bacteroidetes; 


32224 


shriftii strain D 
Bacteria; 


32224 


strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridiales; Veillonellaceae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacillales; 


teria; 


Clostridia; 


Bacteroidetes; 


Bacillales; 


Bacillales; 


eria; 


Firmicutes; 


Clostridia; 


432698 432737 16 


Bacillales; 
504836 504875 16 


510883 510922 12 


Bacillaceae; 
535258 535297 16 


548991 549034 12 


565857 565896 16 
Bacteroidetes; 
589802 589845 12 
Clostridiales; 
592843 592882 16 
621689 621728 16 


Flavobacteria; 
643116 643159 12 


RNA, partial sequence 
Clostridiales; Veillonellaceae; 


652131 652174 12 


Clostridiales; 
683738 683781 12 


Clostridiales; 
700489 700528 16 


701974 702013 16 


718535 718574 16 


n 123 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


720048 720087 16 


761759 761798 16 


Firmicutes; 
764884 764927 12 


n M9 16S ribosomal RNA, 
Firmicutes; 


Clostridia; 
787929 787968 16 


797111 797150 16 


Firmicutes; 
800241 800280 16 


817076 817119 12 


Clostridia; 
827719 827762 12 


Bacillales; 


Flavobacteriales; 


55 


55 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


51 


osomal RNA, partial sequence 
Geobacillus. 


55 


ribosomal RNA, partial sequence 
Sphingobacteria; 


55 


ribosomal RNA, partial sequence 
Clostridia; 


55 


55 


ibosomal RNA, partial sequence 
Clostridiaceae; 


55 


55 


55 


642624 644123 Sporomusa 
Sporomusa. 


55 


ibosomal RNA, partial sequence 
Clostridia; 


55 


ibosomal RNA, partial sequence 
Clostridia; 


55 


ribosomal RNA, partial sequence 
Paenibacillaceae; 


55 


ribosomal RNA, partial sequence 
Paenibacillaceae; 


55 


55 


55 


55 


complete sequence 
Clostridiales; Veillonellaceae; 


55 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylop 


ribosomal RNA, partial sequence 
Flavobacteria; 


55 gi|265678514|ref|NR_028817.1 

e 796606 798156 

Bacillales; Paenibacillaceae; Paenibacill 

55 gi|265678512|ref|NR_028815.1 

799765 80123 

Flavobacteriaceae; Kaistella. 

55 gi|265678501|ref|NR_028804.1 

816581 817998 Seleni 


55 


gi 


GMP01 16S ribosomal RNA, partial sequ 


Paenibacillaceae; Pae 


gi 


504361 50587 


gi 


510382 51190 


gi 


534808 53626 


Sphingobacteriales; Flexibacteraceae; 


gi 


548509 55004 
Clostridiales; Veillonellaceae; 


ain CPW406 16S ribosomal RNA, partial 
Flavobacteria; 


gi| 265678675 |ref|NR_028980.1 
sequence 565378 566823 
Flavobacteriales; 
gi| 265678659 |ref|NR_028964.1 
589361 59079 
Clostridium. 
gi| 265678657 |ref|NR_028962.1 


W-51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi 


2 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


gi 


gi 
65 


Clostridiaceae; 


gi 


265678766 


265678715 


265678711 


265678695 


265678686 


Sphingomonadales; 


265678637 


265678622 


265678615 


1676 65311 


265678593 


683287 68472 


Clostridiaceae; 


gi 


699985 701422 Paenibacillus 
Paenibacillus. 


gi 
70 
gi 


gi 


ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


265678582 


265678581 


265678569 


complete sequence 71801 


265678568 


265678538 


in NEMla 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


265678536 
76438 


265678520 


787469 78896 


SSE-1 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


gi 


strain PR-Nl 16S ribosomal RNA, partial sequenc 
Bacteria; 


Halobacteroidaceae; 


265678494 


Flavobacteriaceae; 


1473 702909 Paenibacillus 
Paenibacillus. 


1 sequence 
Caulobacterales; 


ref |NR_029071.1 


ref|NR_029020.1 


ref|NR_029016.1 


ref|NR_029000.1 
Arcicella. 


ref|NR_028991.1 


ref|NR_028942.1 


ref|NR_028927.1 


ovata Bacte 


ref|NR_028920.1 


ref |NR_028898.1 


ref |NR_028887.1 


ref|NR_028886.1 


ref|NR_028873.1 
9 719581 Virgib 
ref|NR_028872.1 
19632 721036 
Cau 


~ 


ref |NR_028842.1 

761257 762788 
Paenibacillus. 
ref|NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref |NR_028824.1 
2 Methylophaga 


Selenihala 
ref 


Paenibacillus 


ence 432196 433742 Paenibacillus favisporus 
nibacillus. 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 
Sporomusa. 


Chryseobacterium 
Chryseobacterium 


Flavobacteriaceae; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Novosphingobium 


592408 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 


Chryseobacterium 


621229 622643 Chryseobacterium defluvii 
Chryseobacterium. 


Sporomusa ovata strain 
ria; Firmicutes; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 
Clostridium. 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 
Clostridium. 


Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Virgibacillus 
acillus marismortui 


Asticcacaulis 
Asticcacaulis 


lobacteraceae; 


Paenibacillus 
Paenibacillus 


Mitsuokella 
kella jalaludinii 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 

Paenibacillus 
Paenibacillus 

us. 

Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Selenomonas infelix 


NR_028797.1 


Selenomonas. 


827209 828732 Selenomonas infelix Bacteria; 


32224 
strain ATCC 43541 
Firmicutes; 
32224 


Zymomonas. 
32224 


32224 


halorespirans Bac 
Sulfurospirillum. 
32224 
koreensis strain 
Bacteria; 
32224 
strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


32224 
strain LSv21 16S 
Proteobacteria; 

32224 
oceanense strain 
Bacteria; 
32224 
litoralis strain 
Bacteria; 
32224 
strain SJ 16S rib 
Proteobacteria; D 
32224 
strain DSM 2588 1 


Bacteria_1 


Clost 
Bacteria_1 
subsp. pomaceae s 
subsp. pomaceae B 


Bacteria_1l 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 
Bacteria_16S 
halorespirans str 


Bacteria_16S 
Y¥C300 16S ribosomal RNA, partial seque 
Firmicu Pae 
Bacteria_16S 


D 
Bacteria_16S 


Proteob 
Bacteria_16S 


Proteob 
Bacteria_16S 


Bacteria_16S 


6S 829295 829338 12 55 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Veillonellaceae; 
6S 833880 833919 16 55 gi 


6S 835382 835421 16 55 gi 


7 Zymomonas. 


865656 865695 16 55 gi 
ain PCE-M2 16S ribosomal RNA, partial 


898938 898977 16 55 gi 


tes; Bacillales; Paenibacillaceae; 
908131 908170 16 55 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
922183 922230 13 60 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
923753 923800 13 60 gi 


934534 934577 13 56 gi 


936061 936104 13 

osomal RNA, partial sequence 
eltaproteobacteria; 
940654 940693 


56 gi 


Bdellovibrionales; 
16 55 gi 


train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 


teria; Proteobacteria; Epsilonproteoba 


907717 90916 


921679 92319 


ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 


JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 


935581 93704 


6S ribosomal RNA, partial sequence 940206 94166 


nibacillus 
265678439 


Erythrobac 
265678430 


Desulfoba 
265678429 
nce 92324 
acterales; 
265678422 
e 93405 
brionales; 
265678421 


Bacteriov 
265678418 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref |NR_028720.1 


265678493|ref|NR_028796.1| Selenomonas noxia 
828783 830273 Selenomonas noxia Bacteria; 

Selenomonas. 

265678490|ref|NR_028793.1| Zymomonas mobilis 

ial sequence 833445 834896 Zymomonas mobilis 


cteria; Sphingomonadales; Sphingomonadaceae; 
265678489 |ref|NR_028792.1| Zymomonas mobilis 
tial sequence 834947 836398 Zymomonas 
roteobacteria; Sphingomonadales; 

265678468 |ref|NR_028771.1| Sulfurospirillum 
sequence 865186 866674 Sulfurospirillum 
cteria; Campylobacterales; Campylobacteraceae; 
265678445|ref|NR_028747.1| Paenibacillus 

nce 898427 899962 Paenibacillus koreensis 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 

Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 

Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 

Chitinophaga pinensis 


3 Chitinophaga pinensis Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

32224 Bacteria_16S 959289 959328 16 55 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 971565 971604 16 55 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
32224 Bacteria_16S 974673 974712 16 55 gi|265678394|ref|NR_028696.1| Lewinella persicus 


strain T-3 16S ri 
Bacteroidetes; Sp 
32224 
strain SS-2 16S r 
Bacteroidetes; Sp 
32224 
strain II-2 16S r 
Bacteroidetes; Sp 
32224 
strain 1480D 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
976144 976183 16 55 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
979083 979122 16 55 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1006843 1006882 16 55 
ribosomal RNA, partial sequence 


gi 


gi 


gi 


974224 97564 
Sap 


975693 97713 
Sap 


978631 98004 
Sap 


1006359 10077 


rospiracea 
265678393 


rospiracea 
265678391 


rospiracea 
265678373 


ewinella. 
NR_028695.1 


e; L 
ref 


ewinella. 
NR_028693.1 


e; L 
ref 


ewinella. 
NR_028675.1 


e; L 
ref 


2 Lewinella persicus Bacteria; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 1008304 1008343 16 55 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 
strain T7 16S ribosomal RNA, partial sequence 1007814 1009265 Bacillus edaphicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 1034238 1034277 16 55 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

32224 Bacteria_16S 1046535 1046574 16 55 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

32224 Bacteria_16S 1054026 1054065 16 55 gi|265678341|ref|NR_028643.1| Sulfurimonas 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Sulfurimonas. 

32224 Bacteria_16S 1061632 1061671 16 55 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

32224 Bacteria_16S 1073551 1073590 16 55 gi|265678328|ref|NR_028630.1| Novosphingobium 


tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosphingobium tardaugens 


Bacteria; Proteob 


acteria; Alphaproteobacteria; 


Sphingomonadales; 


Sphingomonadaceae; Novosphingobium. 


32224 


strain DAPP-PG 22 


32224 


strain Y 16S ribo 
Alphaproteobacter 
Bacteria_16S 
strain D2-18 16S 
Firmicutes; 


32224 


32224 


pametensis strain 
pametensis Bacter 
Helicobacter. 


32224 


strain R 16S ribo 
Proteobacteria; Alphaproteobacteria; 
fever group. 


32224 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


32224 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


32224 


lucentensis strai 
Bacteria; 


32224 


DSM 20544 16S rib 
Bacteria; 


32224 


stercorihominis D 
stercorihominis D 


32224 


colombiense DSM 1 
12261 Bacteria; Synergistetes; 


32224 


DSM 4359 16S ribo 
Thermotogae; 


32224 


DSM 14365 16S rib 
Bacteria; 


32224 


strain Esulfidel 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ia; 


ribosomal RNA, 
Clostridia; 
Bacteria_16S 

BIA Se 
ia; 


somal R 


ain W-5 
teria; 


n QMT2 
Proteobacteria; 


osomal 
Firmicutes; 


Thermotogales; 


1077943 1077982 16 


1083918 1083957 16 


Sphingomonadales; 
1103626 1103665 16 


Clostridiales; 
1127885 1127924 16 


1129396 1129431 16 


1140032 1140071 16 


n E1L3A 16S ribosomal RNA, 
ria; 


Proteobacteria; 


1141511 1141550 16 


1150536 1150591 1 


1164222 1164265 12 


Clostridia; 
1182419 1182462 12 


1200523 1200566 12 


1202105 1202144 16 


1209693 1209732 16 


osomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; 


1215633 1215678 10 


partial sequence 
Clostridiales Family XIII. 


Rickettsiales; 


RNA, partial sequence 


Firmicutes; 


Synergistia; 


55 gi 


4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


55 gi 


55 gi 


11 


55 gi 


ymour 16S ribosomal RNA, partia 
Proteobacteria; Epsilonproteobacteria; 


Si gi 


55 gi 


complete sequence 
Gammaproteobacteria; 


55 gi 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


56 gi 


16S ribosomal RNA, partial sequence 11501 
Alphaproteobacteria; Rhodospirillales; 


55 gi 


11 


Clostridiales; Veillonellaceae; 


SM 17244 16S ribosomal RNA, partial sequence 
SM 17244 Bacteria; 


55 gi| 228717350 
Clostridia; Clost 

55 gi| 228715386 
12000 


2261 16S ribosomal RNA, partial sequence 
Synergistales; Synerg 


55 gi 


somal RNA, partial sequence 1201630 1203111 
Thermotogaceae; 


Thermotoga. 
55 gi 


16S ribosomal RNA, partial sequence 1215201 12166 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


32224 


16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales; 


32224 


AT1047 16S riboso 
Flavobacteria; 


32224 


strain AT1013 16S 
Bacteroidetes; 


32224 


strain SMP-10 16S 


32224 


strain S-3 16S ri 


32224 


antarcticus strai 
Bacteria; 


32224 


neglectum strain 
Bacteria; 
Mogibacterium. 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Flavobacteria; 


Firmicutes; 


Firmicutes; 


1265339 1265382 12 


1272969 1273008 16 


mal RNA, partial sequence 
Flavobacteriales; 


1274391 1274430 16 


ribosomal RNA, partial sequence 
Flavobacteriales; 


1404507 1404546 16 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae 


1413507 1413546 16 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


1435059 1435098 16 


Bacillales; 
1447412 1447451 16 


Clostridia; 


1454907 1454942 20 


Clostridiaceae; 


Flavobacteriaceae; 


55 gi 


55 gi 
55 gi 


55 gi 


n 20CM 16S ribosomal RNA, partial sequence 14345 
Paenibacillaceae; 


55 gi 


P9a-h 16S ribosomal RNA, partial sequence 14469 
Clostridiales; 


55 gi 


1209193 12106 


Sejongia. 


1273959 12753 
Flavobacteriaceae 


1404010 14055 


1413085 14145 
Sphingomonadales; 


265678324 
10775 


265678320 
265678306 
03152 11046 


253680771 


253680770 


253680763 


253680762 


Sphi 


253680756 


228720667 
63739 11652 


228715358 


228715350 


219846219 


219857153 


224581449 


Sphingomon 
224581431 


Paenibacillus. 


224581422 


Clostridiales Family 


224581417 


Sphingomonadaceae; 


ref |NR_028626.1| Sphingomonas melonis 
29 1078967 Sphingomonas melonis Bacteria; 
Sphingomonas. 

ref 


Sphingobium. 


Salinisphaerales; 


NR_028622.1 


somal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; 
Sphingomonadaceae; 


ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_028019.1 


ref|NR_028018.1 


NA, partial sequence 1128958 1130397 Rickettsia rickettsii 
Rickettsiaceae; Rickettsieae; 


ref|NR_028011.1 


ref|NR_028010.1 


ref|NR_028004.1 


ref|NR_027596.1 
Mitsuokella. 
ref|NR_027562.1 
181973 118343 
ridiales; 
ref|NR_027531.1 


b 


istaceae; 
ref |NR_027530.1 


ref|NR_027522.1 


ref|NR_025809.1 
; Sejongia. 
ref|NR_024781.1 


; Haliangiaceae; 
ref |NR_027233.1 


adaceae; Sphingo 
ref |NR_027213.1 
76 1436085 Paenib 


ref|NR_027203.1 
32 1448409 Mogiba 
XIII. Incer 


ref|NR_027198.1 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 


Sphingobium amiense 
Proteobacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Helicobacter 


1 sequence 1127427 1128907 Helicobacter 
Campylobacterales; Helicobacteraceae; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 


Salinisphaera 


1139586 1141025 Salinisphaera 
Salinisphaeraceae; 


Sphingopyxis 


1141076 1142557 Sphingopyxis 
ngomonadales; Sphingomonadaceae; 


Thalassospira 


78 1151571 Thalassospira lucentensis 
Rhodospirillaceae; Thalassospira. 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Anaerofustis 
4 Anaerofustis 


Eubacteriaceae; Anaerofustis. 


Aminobacterium 


61 1201579 Aminobacterium colombiense DSM 
Aminobacterium. 


Thermotoga neapolitana 


Thermotoga neapolitana DSM 4359 Bacteria; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


Clostridium grantii Al 


Sejongia jeonii strain 
Bacteroidetes; 


Nannocystineae; Hali 

55 gi|224581404|ref|NR_027185.1 
Halomonadaceae; Halomonas. 

55 gi|219846539|ref|NR_026131.1 

1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridium. 

55 gi|219846220|ref|NR_025810.1 
1272544 1273908 Sejongia jeonii Bacte 


ria; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Paenibacillus 
acillus antarcticus 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Oceanimonas 


1454432 145591 


5 Oceanimonas 


32224  Bacteria_16S 1463878 1463917 16 55 gi|224581410 


ref|NR_027191.1| Mogibacterium diversum 


strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 
32224 Bacteria_16S 1524241 1524284 12 55 gi|219857527 


Incertae Sedis; Mogibacterium. 
ref|NR_025115.1| Selenomonas sputigena 


strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 


Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
32224 Bacteria_16S 1616752 1616791 16 55 gi| 219878465 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 


Selenomonas. 
ref|NR_025604.1| Algoriphagus 
1616292 1617764 Algoriphagus 


antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 


Algoriphagus. 
32224 Bacteria_16S 1618275 1618314 16 55 gi|219878464 


ref|NR_025603.1| Algoriphagus chordae 


strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 


32224 Bacteria_16S 1619798 1619837 16 55 gi| 219878463 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 


ref|NR_025602.1| Algoriphagus 
1619338 1620810 Algoriphagus 


aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 


Algoriphagus. 
32224 Bacteria_16S 1621321 1621360 16 55 gi| 219878462 


ref|NR_025601.1| Algoriphagus 


winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 


Algoriphagus. 

32224 Bacteria_16S 1624352 1624391 16 55 gi|219878460|ref|NR_025599.1| Belliella baltica 
strain BA134 16S ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

32224 Bacteria_16S 1683740 1683783 12 55 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224 Bacteria_16S 1688200 1688239 16 55 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 1706697 1706740 12 55 gi| 219878403 |ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


32224 Bacteria_16S 1747840 1747883 12 55 gi| 219878375 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 17488 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas 
32224  Bacteria_16S 1778036 1778075 16 55 gi| 219878351 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
32224 Bacteria_16S 1779585 1779624 16 55 gi| 219878350 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; P 
32224 Bacteria_16S 1790064 1790103 16 55 gi| 219878342 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgib 
32224 Bacteria_16S 1800701 1800740 16 55 gi| 219878335 
stellifer strain IS1 16S ribosomal RNA, partial sequence 18002 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 
32224 Bacteria_16S 1803835 1803874 16 55 gi | 219878333 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgiba 
32224 Bacteria_16S 1817654 1817693 16 55 gi| 219878324 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequenc 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingoba 
Sporocytophaga. 
32224 Bacteria_16S 1880095 1880138 12 55 gi| 219878279 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veill 
32224 Bacteria_16S 1881676 1881719 12 55 gi| 219878278 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 18827 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa 
32224 Bacteria_16S 1883252 1883295 12 55 gi| 219878277 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 18842 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa 
32224 Bacteria_16S 1884832 1884875 12 55 gi| 219878276 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa 
32224 Bacteria_16S 1905833 1905872 16 55 gi| 219878259 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacte 


ref|NR_025514.1| Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 
ref|NR_025490.1| Paenibacillus 
1777548 1779056 Paenibacillus 
Paenibacillus. 
ref|NR_025489.1| Paenibacillus 
1779107 1780619 Paenibacillus 
aenibacillus. 
ref|NR_025481.1| Virgibacillus 
1789570 1791087 Virgibacillus 
acillus. 
ref|NR_025474.1| Paenibacillus 
19 1801737 Paenibacillus stellifer 
ref|NR_025472.1| Virgibacillus 
1803341 1804862 Virgibacillus 
cillus. 
ref|NR_025463.1| Sporocytophaga 
e 1817180 1818667 Sporocytophaga 
cteriales; Flexibacteraceae; 


ref|NR_025418.1| Propionispora 

1879598 1881131 Propionispora 
onellaceae; Propionispora. 
ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 
ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 
ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 


ref|NR_025398.1| Hymenobacter 
1905456 1906817 Hymenobacter 
riales; Flexibacteraceae; Hymenobacter. 


32224 Bacteria_16S 1914849 1914888 16 55 gi| 219878252 
azoreducens strain CMl 16S ribosomal RNA, partial sequence 19143 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 


ref|NR_025391.1| Paenibacillus 
61 1915860 Paenibacillus azoreducens 


32224 


joostei Bacteria; 
32224 


Chryseobacterium. 
32224 
strain L1/68 16S 
Proteobacteria; 

32224 
strain CHO01A 16S 
Proteobacteria; E 
32224 
strain LMG 18419 
Firmicutes; Bacil 
32224 


Firmicutes; 
32224 
strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


32224 
hesperidum strain 
Bacteria; Firmicu 
32224 
strain LMG 12370 

Firmicutes; Bacil 


32224  Bacteria_16S 2047671 2047710 16 55 gi|219878160|ref|NR_025299.1 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

32224  Bacteria_16S 2050791 2050834 12 55 gi| 219878158 |ref|NR_025297.1 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 20518 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

32224 Bacteria_16S 2113246 2113285 16 55 gi|219857659|ref|NR_025248.1 


pentaromativorans 


pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales 
Novosphingobium. 

32224 Bacteria_16S 2117856 2117895 16 55 gi|219857656|ref|NR_025245.1 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
32224 Bacteria_16S 2142024 2142063 16 55 gi|219857640|ref|NR_025229.1 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 214301 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
32224 Bacteria_16S 2225249 2225288 16 55 gi| 219857582 |ref|NR_025170.1 


daejeonensis stra 
daejeonensis Bact 
32224 
kribbensis strain 
Bacteria; Firmicu 
32224 
strain MIT 97-507 
Proteobacteria; E 
32224 
canadensis strain 
canadensis Bacter 
Helicobacter. 


Bacteria_16S 
joostei strain LM 


Bacteria_16S 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial 


scophthalmum Bacteria; 


Bacteria_16S 


Bacteria_16S 


1919545 1919584 16 55 gi 
Bacteroidetes; Flavobacteria; 
1921053 1921092 16 55 gi 


Bacteroidetes; Flavobacteria; 


1927180 1927219 16 55 
ribosomal RNA, partial sequence 


gi 


1934775 1934814 16 55 gi 


219878248 
G 18212 16S ribosomal RNA, partial sequence 

Flavobacteriales; 
219878247 


Flavobacteriales; 


219878243 
1926697 19282 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
219878238 


ref |NR_025387.1 
1919085 192055 


ref|NR_025386.1 


sequence 1920604 192206 


ref 


NR_025382.1 


ref|NR_025377.1 


ribosomal RNA, partial sequence 


1934336 19357 


49 Campylobacter 


Chryseobacterium 
3 Chryseobacterium 


Flavobacteriaceae; Chryseobacterium. 


Chryseobacterium 
1 Chryseobacterium 


Flavobacteriaceae; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 
Ignatzschineria. 


Campylobacter hominis 
hominis Bacteria; 


Bacteria_16S 


Bacteria_16S 
strain CK58 16S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


psilonproteobacteria; Campylobacterales; 
1942323 1942362 16 55 gi 


Paenibacillus. 
55 gi 


lales; Paenibacillaceae; 


1972550 1972593 12 
Clostridiales; Clostridiaceae; Cl 
2015789 2015828 16 55 gi 
16S ribosomal RNA, partial sequence 
Sphingomonadales; 
2032133 2032176 12 55 gi 
FR-11 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; Al 
2038285 2038324 16 55 gi 


Sp 


lales; Bacillaceae; Virgibacillus. 


strain US6-1 16S ribosomal RNA, partial 


in AM141 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Bacillales; Paenibacil 
2226810 2226849 16 55 gi 
AM49 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Paeni 
2292469 2292508 16 55 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
2331702 2331741 16 55 gi 
NLEP-16143 16S ribosomal RNA, partial s 
ia; Proteobacteria; Epsilonproteobacteri 


Campy lobacteraceae; 


Campylobacter. 


219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878213 
1972100 19735 
219878185 


219878174 


219878169 
16S ribosomal RNA, partial sequence 2037802 20 


219857581 


219857536 


219857508 


ref|NR_025372.1 
47 Paenibacillus 
ref|NR_025352.1 
ostridium. 
ref |NR_025324.1 
2015375 2016816 Caulob 
hingomonadaceae. 
ref |NR_025313.1 
ce 2031681 2033165 Alicyc 
icyclobacillus. 
ref|NR_025308.1 


39307 Virgibacillus 


sequence 2112812 211429 


2224766 22262 
Paenibacillus. 
ref|NR_025169.1 
e@ 2226329 2227839 Paenib 
bacillus. 
ref|NR_025124.1 
2292020 2293474 Helico 
Helicobacteraceae; Heli 
ref|NR_025096.1 
equence 2331268 233272 
a; Campylobacterales; He 


ence 7 


laceae; 


32224 


granivorans strai 
Bacteria; 


32224 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


2345279 2345318 16 


Bacillales; 
2405972 2406015 12 


55 


n A30 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


55 


219857497 

23447 

Paenibacillus 
gi|219857456 


gi 


ref|NR_025085.1 
86 2346268 Paenib 


ref |NR_025044.1 


viterbiensis stra 
viterbiensis Bact 


in JW/MS-VS5 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostridia 


2405537 240701 
Clostridiaceae; Cal 


sequence 
les; 


32224 


Bacteria_16S 


2407537 2407576 16 


55 


gi] 219857455 


strain LMG11607 16S ribosomal RNA, partial sequence 2407067 24085 


Bacteroidetes; 


32224 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 


Bacteria_16S 


Methylosarcina. 


32224 


strain AML-C10 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Flavobacteria; 


2412171 2412210 16 


2413737 2413776 16 


Flavobacteriales; 


55 


55 


219857452 
sequence 


gi 


gi|219857451 


ref |NR_025043.1 
Riemerella. 
ref|NR_025040.1 

2411699 241321 
Met 


Paenibacillus cookii 
cookii Bacteria; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Virgibacillus proomii 
proomii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 

4 Helicobacter 
licobacteraceae; 


Paenibacillus 
acillus granivorans 


Caloramator 

6 Caloramator 
oramator. 

Riemerella columbina 


26 Riemerella columbina Bacteria; 
Flavobacteriaceae; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


ref|NR_025039.1 


Methylosarcina fibrata 


2413261 2414776 Methylosarcina fibrata Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 


32224 Bacteria_16S 2424530 2424569 16 55 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
32224 Bacteria_16S 2428863 2428902 12 51 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

32224 Bacteria_16S 2431873 2431912 16 55 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

32224 Bacteria_16S 2434912 2434955 12 55 gi|219857431|ref|NR_025019.1] Clostridium 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224  Bacteria_16S 2442539 2442578 21 60 gi|219857424|ref|NR_025012.1| Shewanella japonica 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

32224 Bacteria_16S 2450168 2450207 16 55 gi|219857419|ref|NR_025007.1| Laceyella putida 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

32224 Bacteria_16S 2451718 2451757 16 55 gi|219857418|ref|NR_025006.1| Seinonella 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

32224 Bacteria_16S 2460662 2460701 16 55 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

32224 Bacteria_16S 2463685 2463728 12 55 gi| 219857407 |ref|NR_024995.1| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224 Bacteria_16S 2515055 2515098 12 55 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

32224 Bacteria_16S 2525638 2525677 16 55 gi|219857360|ref|NR_024948.1| Campylobacter 
hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 
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Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

32224 Bacteria_16S 3210476 3210515 16 55 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

32224 Bacteria_16S 3211981 3212020 16 55 gi|219846780|ref|NR_026372.1| Helicobacter 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

32224 Bacteria_16S 3218101 3218140 16 55 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

32224 Bacteria_16S 3231641 3231680 16 55 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

32224 Bacteria_16S 3240807 3240850 12 55 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

32224 Bacteria_16S 3248427 3248470 12 55 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224 Bacteria_16S 3264872 3264915 12 55 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224 Bacteria_16S 3273977 3274020 12 55 gi|219846738|ref|NR_026330.1| Eubacterium callanderi 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

32224 Bacteria_16S 3286108 3286151 12 55 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224 Bacteria_16S 3311970 3312009 16 55 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

32224 Bacteria_16S 3360871 3360910 16 55 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

32224 Bacteria_16S 3365477 3365520 12 55 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

32224 Bacteria_16S 3374455 3374498 12 55 gi|219846667|ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

32224 Bacteria_16S 3444841 3444884 12 55 gi|219846613|ref|NR_026205.1| Succiniclasticum 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 

32224 Bacteria_16S 3501098 3501141 12 55 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224 Bacteria_16S 3528472 3528515 12 55 gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224 Bacteria_16S 3529970 3530013 12 55 gi|219846556|ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224 Bacteria_16S 3531498 3531541 12 55 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

32224 Bacteria_16S 3532945 3532988 12 55 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

32224 Bacteria_16S 3539189 3539228 16 55 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 3540761 3540800 16 55 gi|219846549|ref|NR_026141.1| Bacillus clarkii 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 3550023 3550066 12 55 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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Methylocaldum. 
Methylocaldum gracile 
gracile Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


32224 


strain LK6 16S ribosomal RNA, 


Bacteria_16S 


3651775 3651814 16 55 


complete sequence 


gi 


219846470 
3651286 3652776 Methylocaldum 


ref|NR_026062.1 


Methylocaldum tepidum 
tepidum Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


32224 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; 


32224 


strain LRB 8581 1 


32224 


anatipestifer str 
anatipestifer Bac 


32224 


strain Pasteur II 
Firmicutes; 


32224 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


32224 


strain 2585 16S r 
Firmicutes; 


32224 


strain 172 16S ri 


32224 


strain SL1 16S ri 
Thermotogae; 


32224 


strain RB 16S rib 


32224 


strain Hh-2 16S r 


32224 


helveticus strain 
Bacteria; 


32224 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


32224 


strain ATCC 29543 
Bacteria; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


I 16S ribosomal 
Clostridia; 


ibosomal RNA, 
Clostridia; 


cteria; 


3679322 3679357 16 51 


3697321 3697360 16 55 


3703395 3703434 16 55 

Bacteroidetes; 
3710886 3710929 12 55 
Clostridiales; 


3718331 3718370 16 55 


3719856 3719899 12 55 
Clostridiales; 


3761551 3761593 13 55 


bosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


3778060 3778099 16 55 


bosomal RNA, partial sequence 
Thermotogales; 


Thermotogaceae; 


3781042 3781077 16 SL 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 


3802075 3802114 16 55 


ibosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


3808127 3808166 16 55 


3815891 3815930 16 55 
Proteobacteria; 


3817412 3817451 16 55 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobactera 
219846350 


3818935 3818974 16 55 


strain 165 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


RNA, partial sequence 
Clostridiaceae; 


complete sequence 
Clostridiaceae; 


gi 


gi 


gi 


219846451 
ain Mcl6 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 

spotted fever group. 


Rickettsiales; 


219846438 
6S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
219846434 
ain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 370430 


Flavobacteria; Flavobacteriales; 


NR_026042.1 
3678896 368032 


ref 


NR_026029.1 


ref |NR_026025.1 


Rickettsiaceae; 


Flavobacteriaceae; 


Rickettsia 
3 Rickettsia 
Rickettsieae; 


Helicobacter trogontum 


trogontum Bacteria; 
Helicobacter. 


Riemerella 
0 Riemerella 
Riemerella. 


gi|219846429|ref|NR_026020.1| Clostridium septicum 
3710425 3711931 Clostridium septicum Bacteria; 
Clostridium. 
gi|219846424|ref|NR_026015.1| Halothiobacillus 


DSM 6132 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


Chromatiales; 


219846422 
3719395 37209 
Clostridium. 
219846391 
3761076 37625 
Geobacteraceae; 
219846378 
3777587 37790 
Thermotoga. 
219846376 
3780594 37820 


219846361 
3801626 38030 
Helicobacteraceae; 
219846357 
D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campyl 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
219846352 
rain R3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219846351 
3816954 3818434 Woline 


3717841 371934 


ref|NR_026013.1 


ref|NR_025982.1 
Geobacte 


ref|NR_025969.1 


ref|NR_025967.1 


ref |NR_025952.1 
Heli 


ref |NR_025948.1 


ref |NR_025943.1 
3815400 381690 
Chromatiales; Halot 


ref |NR_025942.1 


4 Halothiobacillus 


Halothiobacillaceae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 
Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Helicobacter hepaticus 


95 Helicobacter hepaticus Bacteria; 


cobacter. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Halothiobacillus 

3 Halothiobacillus 
hiobacillaceae; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 


ref |NR_025941.1 


Helicobacter cinaedi 


3818485 3819957 Helicobacter cinaedi Bacteria; 


32224 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


32224 


strain ST1 16S ri 


32224 


strain CS1 16S ri 


32224 


flavefaciens stra 
Bacteria; 


32224 


strain 7 16S ribo 
Clostridia; 


32224 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; 


32224 


strain ATCC VR-61 
Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


spotted fever group. 


32224 


strain Mtul 16S r 


32224 


nitrofigilis stra 
Bacteria; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Clostridiales; 


3820466 3820505 16 


3821997 3822036 16 


3826576 3826615 16 


3831171 3831214 12 


Clostridia; 
3834059 3834102 12 


Ruminococcaceae; 
3846186 3846221 16 


in 3-7-6 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


3847676 3847711 16 


3849166 3849201 16 


3868892 3868931 16 


3879667 3879710 12 


strain RT4. Bl 16 
Firmicutes; Clost 


S ribosomal RNA, 
ridia; Clostridiales; 


32224 


amylolyticus stra 
amylolyticus Bact 


32224 


strain Karp 16S r 


32224 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


3904335 3904374 16 
Firmicutes; 


3934679 3934714 16 


3965760 3965799 16 


3974603 3974642 16 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 
32224 
strain KMM 6017 1 


Bacteria_16S 


3984705 3984744 16 


Bacteroidetes; 


32224 


strain SW-161 16S 


32224 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


32224 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


32224 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


32224 


strain SW-2 16S r 
Bacteroidetes; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3995059 3995098 16 


3996550 3996589 16 


3998044 3998083 16 


4000966 4001005 16 


4006990 4007029 16 


4035921 4035960 16 


55 
n Eaton 90-119-3 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Epsilonproteobacteria; 


55 
bosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
55 
bosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
55 
in C94 16S ribosomal RNA, partial sequence 3830735 3832122 Rumin 
Clostridiales; 
55 
somal RNA, partial sequence 3833603 3835009 Ruminococ 
Ruminococcus. 

51 

complete sequence 


51 
1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


51 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
fever group. 


Rickettsiales; 


55 


in CI 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; C 


55 


complete sequence 3879197 38807 
Clostridiaceae; 


55 


in NRRL NRS-290 16S ribosomal RNA, partial sequence 
Bacillales; 


51 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; R 


55 


GIFU 11526 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


55 


IAM 14222 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 


55 


6S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteria; 


55 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


55 


SW-135 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


55 


n SW-132 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


55 


SW-151 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


55 


ibosomal RNA, partial sequence 
Sphingobacteria; 


55 


219846349 |ref 


gi 


219846348 |ref 


gi 


3821543 3823020 Helicobacter 
Helicobacteraceae; 


219846345 |ref 


gi 


3826129 3827602 Helicobacter 
Helicobacteraceae; 


219846341|ref 


gi 


Ruminococcaceae; 


gi| 219846339 |ref 


219846331|ref 


gi 
Rickettsi 


219846330|ref 


gi 
Rickettsiales; 


219846329 |ref 


gi 


219846316|ref 


gi 


219846309|ref 


gi 


Caloramator. 


Ruminococcus. 


3845748 384718 


Rickettsiaceae; 


3847238 3848677 Ricke 
Rickettsiaceae; 


NR_025940.1 


NR_025939.1 


NR_025935.1 


NR_025931.1 


NR_025929.1 


cus albus 7 


NR_025921.1 


ales; 


NR_025920.1 


NR_025919.1 


NR_025906.1 


NR_025899.1 


Helicobacter 


3820008 3821492 Helicobacter 
Campylobacterales; Helicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 
Helicobacter. 


Helicobacter felis 


felis Bacteria; 
Helicobacter. 


Ruminococcus 


ococcus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


Rickettsia 
7 Rickettsia 


Rickettsieae; 


Rickettsia montanensis 


ttsia montanensis 
Rickettsieae; 


Rickettsia; 


Rickettsia massiliae 


3848728 3850167 Rickettsia massiliae Bacteria; 
Rickettsiaceae; Rickettsieae; 


Rickettsia; spotted 


Arcobacter 


3868419 3869879 Arcobacter nitrofigilis 
ampy lobacteraceae; 


Arcobacter. 
Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


gi|219846292|ref|NR_025882.1| Paenibacillus 
3903834 3905341 Paenibacillus 
Paenibacillaceae; Paenibacillus. 
gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 


219846248 |ref 


gi 
Sphingomona 


gi| 219846242 |ref 


3965346 396678 


ickettsieae; 
NR_025838.1 
dales; Sphin 


NR_025832.1 


3934247 3935705 Orientia tsutsugamushi Bacteria; 


Orientia. 
Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Agrobacterium 


complete sequence 


gi|219846235 


Rhizobiales; 


3974188 3975556 Agrobacterium 
Rhizobiaceae; 


ref|NR_025825.1| Roseivirga ehrenbergii 


219846228 |ref 


gi 
Erythrobactera 
gi| 219846227 
Sphingomona 


gi|219846226 


Sphingomon 


219846224 |ref 


gi 


gi| 219846218 |ref 


4006528 4008003 Algoriphagus 
Sphingobacteriales; Cyclobacteriaceae 


3994645 3996085 Erythrobacter 
Sphingomonadales; 


3996136 399757 


3997630 399906 


4000552 400199 
Sphingomonadales; 


Roseivirga. 
NR_025818.1 


ceae; Erythr 
NR_025817.1 


dales; Eryth 
NR_025816.1 


adales; Eryt 


NR_025814.1 
Sphin 
NR_025808.1 


; Algoriphag 


219846199|ref 


gi 


67 Roseivirga ehrenbergii Bacteria; 
Sphingobacteriales; Flammeovirgaceae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 


gomonadaceae; 


Algoriphagus marincola 


marincola Bacteria; 


us. 


NR_025789.1 


Erythrobacter 


aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 


Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; Erythrobacteraceae; Erythrobacter. 


32224 


sanguinis strain 
sanguinis Bacteri 


32224 


ornithinivorans s 
ornithinivorans B 
Algoriphagus. 


32224 


halophilus strain 
halophilus Bacter 


32224 


mannitolivorans s 
mannitolivorans B 
Algoriphagus. 


32224 


strain MB 1871 16 
Firmicutes; 


32224 


strain G2 16S rib 
Firmicutes; 


32224 


ehimensis strain 
ehimensis Bacteri 


32224 


salicampi strain 
Bacteria; 


32224 


Bacteria_16S 


a; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacil 
Bacteria_16S 


Bacil 
Bacteria_16S 


a; 
Bacteria_16S 


Bacteria_16S 


ia; Bacteroidetes; 


acteria; 


Firmicutes; 


Firmicutes; 


4082829 4082868 16 


4096291 4096330 16 
Bacteroidetes; 


4097777 4097816 16 


4099233 4099272 16 
Bacteroidetes; 
4105265 4105304 16 


Paenibacillaceae; 
4197103 4197146 12 


4198529 4198568 16 


4209086 4209125 16 


Bacillales; 
4236412 4236451 16 


Bacillales; 


Bacillales; 


55 


Paenibacillaceae; Paenibacillus. 
55 gi|219846155|ref|NR_025745.1 
1 sequence 4095844 409726 
Sphingobacteria; Sphingobacteriales; Cyc 
55 gi|219846154|ref|NR_025744.1 
4097319 409874 


55 


55 


S ribosomal RNA, partial sequence 
lales; 


55 


osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 


55 


55 


55 


gi 


2301083 16S ribosomal RNA, partial sequence 
Firmicutes; 


train JC2052 16S ribosomal RNA, partia 


acteria; 


JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


gi 


train JC2050 16S ribosomal RNA, partia 
Sphingobacteri 


gi 


gi 


4196627 41980 


gi 


gi 


SF-20 16S ribosomal RNA, partial sequence 


Bacillaceae; Lentibac 


gi 


strain BA160 16S 


ribosomal RNA, partial sequence 


219846164 


Sphingobacteriales; 


219846153 
1 
a; 


219846149 


4104804 41063 
Paenibacillus. 


219846077 


219846076 


KCTC 3748 16S ribosomal RNA, partial sequence 
Paenibacill 


aceae; 
219846069 
42085 
illus. 
219846044 


4235935 42373 


sequence 
Sphingobacteriales; 


Paenibacillus. 


ref|NR_025754.1 
4082348 408382 


Cyclobac 
ref|NR_025743.1 

4098796 410017 
Cyc 


ref|NR_025739.1 
11 Paenibacillus 


ref|NR_025667.1 
08 Anoxybacillus 
ref|NR_025666.1 
198059 419951 


rs 


ref|NR_025659.1 
91 4210111 Lentib 


ref |NR_025634.1 


Paenibacillus 
2 Paenibacillus 


Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Paenibacillus lactis 
lactis Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Paenibacillus 
0 Paenibacillus 


Lentibacillus 
acillus salicampi 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

32224 Bacteria_16S 90995 91037 13 55 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

32224 Bacteria_16S 118739 118793 1 55 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonosporaceae; Cellulosimicrobium. 


32224 


32224 


Bacteria_16S 


123330 123384 1 55 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 

136947 137001 1 55 gi|265678971|ref|NR_029279.1| Oerskovia turbata 


32224 


32224 


32224 
strain MCRL 0044 


32224 
strain Kol5a 16S 
Aquificae; Aquifi 
32224 
strain YIM 70081 


32224 
sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 

32224 
castelarensis str 
castelarensis Bac 
Streptomycetaceae 
32224 
nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 
32224 


Bacteria_16S 
strain 27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
strain ST26 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
strain ST50 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


138506 138560 1 55 gi 


140035 140089 1 55 gi 


265124 265178 1 55 gi 


290906 290960 1 55 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
359112 359166 1 55 


gi 


gi 


360658 360712 1 55 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


368072 368126 1 55 gi 
ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

374048 374102 1 55 gi 
n HKI 0315 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 
403229 403283 1 


55 gi 


Micr 


Micr 


Micr 


136495 13800 
ococcineae; 


265678970 


138055 13953 
ococcineae; Sanguibacteraceae; 


265678969 


139582 14105 
ococcineae; 


265678883 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


265678866 


290399 29196 


265678815 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococc 
Bacteria_16S 


265678814 
sequence 
Actinomyc 


265678809 
sequence 


265678805 
sequence 
Actinomyc 


265678786 


hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


; Streptomyces. 


donocardineae; 


e; Actinomycetales; 


4 Oerskovia turbata Bacteria; 
Cellulomonadaceae; Oerskovia. 
ref|NR_029278.1| Sanguibacter suarezii 
1 Sanguibacter suarezii Bacteria; 
Sanguibacter. 
ref|NR_029277.1| Sanguibacter inulinus 
8 Sanguibacter inulinus Bacteria; 
Sanguibacteraceae; Sanguibacter. 
ref|NR_029189.1| Kutzneria viridogrisea 
4 Kutzneria viridogrisea Bacteria; 
Pseudonocardiaceae; Kutzneria. 
ref|NR_029172.1| Aquifex pyrophilus 

2 Aquifex pyrophilus Bacteria; 


Nesterenkonia lutea 
lutea Bacteria; 


ref|NR_029120.1 
4 Nesterenkonia 


aceae; Nesterenkonia. 
ref|NR_029119.1| Nesterenkonia 
360205 361665 Nesterenkonia 
etales; Micrococcineae; Micrococcaceae; 
ref|NR_029114.1| Streptomyces 
367645 369119 Streptomyces 
Streptomycineae; 
ref|NR_029110.1| Kitasatospora 
373661 375050 Kitasatospora 


etales; Streptomycineae; 


ref|NR_029091.1| Streptomyces 
402781 404300 Streptomyces 
Streptomycineae; 


32224 Bacteria_16S 404772 404826 1 


strain A288 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
32224 Bacteria_16S 406329 406383 1 
strain XILO8 16S ribosomal RNA, 


Xylanibacterium. 
32224 Bacteria_16S 
ferralitis strain 


409385 409439 1 


55 


55 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


55 


gi 


404351 40583 
Streptosporangineae; 


gi 


gi 


SFOp68 16S ribosomal RNA, partial sequence 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
32224 Bacteria_16S 421784 421838 1 
strain YIM 70085 


32224 Bacteria_16S 426491 426545 1 


xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Micrococcaceae; Nesterenkonia. 
32224 Bacteria_16S 429578 429632 1 


55 


55 


55 


gi 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


gi 


halotolerans strain YIM70084 16S ribosomal RNA, partial 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 
32224 Bacteria_16S 
strain TF-27 16S 


434268 434302 21 


55 


ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


32224 Bacteria_16S 435790 435844 1 


55 


putterlickiae strain F18-98 16S ribosomal RNA, partial 


putterlickiae Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Kitasatospora. 

32224 Bacteria_16S 443499 443533 21 
atlanticus strain 
atlanticus Bacteria; 
32224 Bacteria_16S 


Bacteroidetes; 
449610 449664 1 


55 


55 


HTCC2559 16S ribosomal RNA, partial s 
Flavobacteria; 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, parti 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Saccharothrix. 
463344 463390 15 


Actinosynnemataceae; 
32224 Bacteria_16S 


61 


rudongensis strain AS1.1761 16S ribosomal RNA, partial 
rudongensis Bacteria; Proteobacteria; Alphaproteobacter 


32224 Bacteria_16S 466339 466393 1 
J18 16S ribosomal RNA, partial sequence 
Actinobacteridae; 
32224 


Bacteria_16S 469338 469392 1 


55 


55 


strain A10 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


32224 Bacteria_16S 494040 494094 1 


55 


Actinomycetales; Micrococcineae; Micr 


kerguelensis strain KGN15 16S ribosomal RNA, partial se 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae 


Arthrobacter. 


32224 Bacteria_16S 495545 495599 1 


55 


gangotriensis strain LzlY 16S ribosomal RNA, partial se 
gangotriensis Bacteria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 

32224 Bacteria_16S 529192 529226 21 
strain Wt/la 16S 
Deinococcus-Thermus; 
32224 Bacteria_16S 


Deinococci; 
553556 553610 1 


405881 40739 
Micrococcineae; 


265678785 


265678784 


265678782 


265678773 


265678770 


265678768 
sequence 


ref 
0 Actinomadura 


ref 
3 Xylanibacterium ulmi Bacteria; 


NR_029090.1 


NR_029089.1 


Actinomadura meyerae 


meyerae Bacteria; 
Thermomonosporaceae; 


Xylanibacterium ulmi 


Promicromonosporaceae Hi 


ref 
408966 410455 
Actinomycetales; Streptomycineae; 
ref 
0 Yaniella halotolerans Bacteria; 


NR_029087.1 


NR_029078.1 


Yaniellaceae; 


ref 


NR_029075.1 


426041 427535 


e; Actinomycetales; 


ref a 
429128 430610 


Actinomycetales; Micrococcineae; Micrococcaceae; 


NR_029073.1 


Streptomyces 
Streptomyces 


Yaniella halotolerans 
Yaniella. 


Nesterenkonia 
Nesterenkonia 


Micrococcineae; 


Nesterenkonia 
Nesterenkonia 


gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
433793 435289 Shewanella gaetbuli Bacteria; 

hewanellaceae; Shewanella. 
gi|265678764|ref|NR_029069.1| Kitasatospora 

sequence 435340 436871 Kitasatospora 

e; Actinomycetales; Streptomycineae; 
gi| 265678759 |ref|NR_029064.1| Croceibacter 

equence 443005 444493 Croceibacter 

Flavobacteriales; Flavobacteriaceae; Croceibacter. 

gi|265678755|ref|NR_029060.1| Saccharothrix 

al sequence 449186 450615 Saccharothrix 

e; Actinomycetales; Pseudonocardineae; 
gi| 265678742 |ref|NR_029047.1| Ancylobacter 

sequence 462905 464361 Ancylobacter 

ia; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
gi|265678740|ref|NR_029045.1| Rothia amarae strain 

465880 467346 Rothia amarae Bacteria; Actinobacteria; 

ococcaceae; Rothia. 
gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
468944 470395 Actinomadura latina Bacteria; 

Streptosporangineae; Thermomonosporaceae; 

gi|265678722|ref|NR_029027.1| Arthrobacter 

quence 493586 495067 Arthrobacter 

; Actinomycetales; Micrococcineae; Micrococcaceae; 
gi|265678721|ref|NR_029026.1| Arthrobacter 

quence 495118 496571 Arthrobacter 

e; Actinomycetales; Micrococcineae; 
gi|265678699|ref|NR_029004.1| Deinococcus indicus 


55 


ribosomal RNA, partial sequence 
Deinococcales; 


55 


528726 53019 


Deinoco 
gi 


flavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae; 
32224 


Streptomyces. 
Bacteria_16S 600222 600276 1 


55 


gi 


cangkringensis strain D13P3 16S ribosomal RNA, partial 
cangkringensis Bacteria; Actinobacteria; Actinobacterid 


Streptomycetaceae; 
32224 


Streptomyces. 
Bacteria_16S 626228 626282 1 


strain GraTa 2 16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


Fusobacteria; 
32224 


Fusobacteriales; 
Bacteria_16S 630804 630858 1 


strain Muenster 2000 16S ribosomal RNA, partial sequence 


55 


55 


gi 


Ilyoba 


265678683 


265678652 
sequence 
ae; 


265678634 


cter. 


gi 


265678630 


ref 
599812 601293 
Actinomyce 


ref 
625776 627290 


coccus. 
NR_028988.1 


les; Strepto: 
NR_028957.1 
tales; Strep 


NR_028939.1 


2 Deinococcus indicus Bacteria; 
ccaceae; Deino 
ref 
al sequence 553128 554608 
; Actinomyceta 


Streptomyces 
Streptomyces 
mycineae; 


Streptomyces 
Streptomyces 


tomycineae; 


Ilyobacter tartaricus 


Ilyobacter tartaricus Bacteria; 


ref 
630349 631823 Kytococcus schroeteri 


NR_028935.1 


Kytococcus schroeteri 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 


32224 


strain HKI 0120 1 


32224 


Bacteria_16S 


Bacteria_16S 


635367 635421 1 


636898 636952 1 


55 gi 


55 gi 


265678627 


265678626 


ococcineae; 


ref |NR_028932.1| Knoellia subterranea 


6S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Intrasporangiaceae; Knoellia. 
ref|NR_028931.1| Knoellia sinensis 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


32224 


641535 641589 1 


55 gi 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial 


lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Nesterenkonia. 


32224 
strain CMS90 16S 


32224 


Bacteria_16S 


646233 646287 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


647764 647818 1 


55 gi 


55 gi 


265678623 
sequence 


265678620 


645783 647259 Arthrobacter 
ococcineae; 


265678619 


ococcineae; 


Actinomycetales; 


Intrasporangiaceae; Knoellia. 
ref |NR_028928.1| Nesterenkonia 
641107 642573 Nesterenkonia 


Micrococcineae; 


Arthrobacter roseus 
roseus Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_028924.1| Kocuria polaris strain 


ref |NR_028925.1 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 


Actinobacteridae; 
32224 


Streptomycetaceae; 
32224 


656545 656599 1 


699051 699091 15 


Actinomycetales; Micrococcineae; Micr 
Bacteria_16S 
melanosporofaciens strain NRRL B-12234 16S ribosomal RN. 
melanosporofaciens Bacteria; Actinobacteria; Actinobact 
Streptomyces. 
Bacteria_16S 
strain 6111 16S ribosomal RNA, partial sequence 


55 gi 


55 gi 


265678612 


265678583 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


32224 


Bacteria_16S 


781812 781866 1 


55 gi 


cellulosilytica s 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 
Promicromonosporaceae; Xylanimonas. 
Bacteria_16S 
beijiangensis str 


32224 


beijiangensis Bac 


Streptomycetaceae 


32224 


32224 


Streptomyces. 
32224 
strain AS4.0578 1 


32224 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 
32224 
pretiosum subsp. 


Bacteria_16S 
ruestringensis st 
ruestringensis Ba 
Bacteria_16S 
scopiformis strai 
Bacteria; Actinob 


Bacteria_16S 


Bacteria_16S 


train XILO7 16S ribosomal RNA, partial 


786379 786433 1 55 gi 


; Streptomyces. 


864187 864221 21 55 gi 
cteria; Bacteroidetes; 
876064 876118 1 


Flavobacteria; 
55 gi 


877569 877623 1 55 gi 


912779 912833 1 55 gi 


Lechevalieria. 
914337 914391 1 55 gi 
pretiosum strain C-15003 16S ribosomal 


ae; 


n A25 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


265678524 
sequence 


265678521 


ain YIM6 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678469 


rain Bl 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


265678461 


265678460 


donocardineae; 


265678436 


265678435 
RNA, partial 


ococcaceae; Kocuria. 


A, partial 
eridae; Actinomycetales; Streptomycineae; 


ref |NR_028917.1 
sequence 656132 


Streptomyces 
657614 Streptomyces 


ref|NR_028888.1| Thiocystis violascens 


698584 699934 Thiocystis violascens Bacteria; 


Thiocystis. 


ref|NR_028828.1 


Xylanimonas 


Actinomycetales; 


Actinomycetales; 


781358 782875 Xylanimonas 
Micrococcineae; 


ref|NR_028825.1| Streptomyces 
785920 787418 Streptomyces 
Streptomycineae; 


ref|NR_028772.1| Muricauda 
863710 865135 Muricauda 
Flavobacteriaceae; Muricauda. 
ref|NR_028764.1| Streptomyces 


875686 877087 Streptomyces scopiformis 
Streptomycineae; 


Streptomycetaceae; 


6S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 
train NRRL B-3298 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


ref|NR_028763.1| Lentzea flaviverrucosa 
Actinosynnemataceae; Lentzea. 
ref |NR_028738.1| Lechevalieria 


912332 913840 Lechevalieria 
Pseudonocardineae; 


ref |NR_028737.1 


sequence 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
32224 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 
32224 
salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 
32224 
cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 
32224 
strain SB2B 16S r 
Proteobacteria; G 
32224 
strain IC166 16S 
Bacteroidetes; Fl 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Pseudonocardineae; Actinosynnemataceae; 
920593 920647 1 55 gi 


s Bacteria; Actinobacteria; 
; Slackia. 

956178 956224 15 61 gi 
strain BN12 16S ribosomal RNA, partial 


968434 968488 1 55 gi 


; Kitasatospora. 
1011364 1011398 21 55 
ibosomal RNA, partial sequence 


gi 


1028103 1028137 21 55 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


gi 


32224 


vladivostokensis 
Vitellibacter. 


Bacteria_16S 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


1072131 1072165 21 55 gi 


Bacteria; Bacteroidetes; Flavobacteria; 


Bacteria; Proteobacteria; Alphaproteobacteria; 


Actinosynnema. 
265678431 - 
s strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 
Coriobacteridae; 


265678408 


sequence 


265678398 
rain YC75 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


265678370 
1010904 10123 
ammaproteobacteria; Alteromonadales; Shewanellaceae; 
265678359 

1027642 10290 
Flavobacteriaceae; 
265678329 


Rhizobiales; 


Actinomycetales; 


NR_028733.1| Slackia 


Slackia 


ref 


Coriobacteriales; Coriobacterineae; 


ref|NR_028710.1| Pseudaminobacter 
955748 957207 Pseudaminobacter 
Phyllobacteriaceae; 


ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 
Streptomycineae; 


ref|NR_028672.1| Shewanella amazonensis 
50 Shewanella amazonensis Bacteria; 
Shewanella. 


ref|NR_028661.1| Cellulophaga algicola 

54 Cellulophaga algicola Bacteria; 
Cellulophaga. 

ref|NR_028631.1| Vitellibacter 


1071687 1073086 Vitellibacter 
Flavobacteriaceae; 


32224 Bacteria_16S 1076427 1076481 1 55 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 

32224 Bacteria_16S 1085437 1085491 1 55 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
32224 Bacteria_16S 1097562 1097616 1 55 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

32224 Bacteria_16S 1114285 1114339 1 55 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

32224 Bacteria_16S 1115811 1115865 1 55 gi|265678298|ref|NR_028599.1| Kineosporia succinea 
strain I-273 16S ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

32224 Bacteria_16S 1158106 1158140 21 55 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 


1279 16S ribosoma 
Deinococcus-Thermus; 
Bacteria_16S 
DSM 9946 16S ribo 
Deinococcus-Thermus; 


32224 


32224 
ATCC BAA-548 16S 


Bacteria; Lentisp 
Bacteria_16S 


32224 
strain EX-H1 16S 
Aquificae; Aquifi 
32224 
strain Cal06 16S 


32224 
strain Se-3111 16 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1 RNA, partial sequence 
Deinococci; Thermales; 
1162685 1162719 21 


’ 


gi 


Thermaceae 
55 


1157686 1159115 Meiot 
Meiothermus. 
228720981 
somal RNA, partial sequence 1162257 1163688 Meiot 


Deinococci; Thermales; Thermaceae; Meiothermus. 
1180913 1180955 13 55 gi|228717635|ref 
ribosomal RNA, partial sequence 1180467 11819 


haerae; Victivallales; Victivallaceae; Victivall 
1191381 1191435 1 55 gi| 228715750 
ribosomal RNA, partial sequence 1190944 11924 
cales; Hydrogenothermaceae; Persephonella. 
1217122 12171761 55 gi| 219878473 
ribosomal RNA, partial sequence 1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
1221594 1221648 1 55 gi| 219878356 
S ribosomal RNA, partial sequence 1221167 12226 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
variabilis strain 
Bacteria; Actinob 


32224 


Isoptericola. 
32224 
strain HI 11/12 1 
Bacteria; Aquific 
32224 
radiopugnans ATCC 
19172 Bacteria; D 
32224 
thermoviolaceus s 
1308545 St 
Actinobacteridae; 
32224 
strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 
32224 
faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 
32224 
DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 
32224 
denitrificans str 
denitrificans OS2 
Shewanella. 
32224 
psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1226144 1226198 1 55 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1230774 1230828 1 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1259332 1259366 21 55 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1307494 1307548 1 55 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1333596 13336501 55 gi 


55 gi 


acteria; Actinobacteridae; Actinomycet 


1345826 1345880 1 55 gi 
M 4810 16S ribosomal RNA, partial sequ 


1348898 1348952 1 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


55 gi 


al 
1385110 1385144 21 55 gi 


ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1421102 1421156 1 55 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1425742 1425796 1 55 


gi 


oc 


ce 
al 


es; 


nis. 


es; 


occineae 
219878300 
12257 


Micr 


219878275 
complete sequence 1230306 12317 
ri 
219846811 
ence 12588 
occales; 
228721493 
16S ribos 
moviolaceu 
eptomyceta 
228721490 
6S ribosomal RNA, partial sequence 1333148 13346 
ales; 


D 


Micr 


228720938 
ence 13453 
tinobacteria; Actinobacteridae; Actinomycetales; 


228720600 
1348448 13499 


Micr 


228716834 
equence 
eobacteria; 


224581444 
1 sequence 


ridae; Act 


224581441 


hermus ruber DSM 1279 Bacteria; 


ref|NR_027600.1 
hermus silvanus 


Meiothermus silvanus 
DSM 9946 Bacteria; 


NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 

is. 
ref |NR_027538.1 
06 Persephonella 


Persephonella marina 
marina EX-H1 Bacteria; 


ref|NR_025612.1| Arthrobacter bergerei 
48 Arthrobacter bergerei Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_025495.1| Salana multivorans 

13 Salana multivorans Bacteria; 

; Beutenbergiaceae; Salana. 
ref|NR_025439.1| Isoptericola 

22 1227193 Isoptericola variabilis 
ococcineae; Promicromonosporaceae; 
ref|NR_025414.1| Thermocrinis albus 

93 Thermocrinis albus DSM 14484 

ref |NR_026403.1| Deinococcus 

78 1260346 Deinococcus radiopugnans ATCC 
einococcaceae; Deinococcus. 
ref|NR_027616.1| Streptomyces 

omal RNA, partial sequence 1307063 
s Bacteria; Actinobacteria; 

ceae; Streptomyces. 

ref|NR_027613.1| Beutenbergia cavernae 


32 Beutenbergia cavernae DSM 12333 
ococcineae; Beutenbergiaceae; 


ref|NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


ref|NR_027595.1 
42 Sanguibacter 
ococcineae; San 


Sanguibacter keddieii 
keddieii DSM 10542 
guibacteraceae; 


ref|NR_027556.1 
1384632 138613 
Alteromonadale 


Shewanella 
1 Shewanella 


7 s; Shewanellaceae; 


ref |NR_027226.1 
1420664 142216 
inomycetales; Mi 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


ref|NR_027223.1 


Streptomyces 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 


violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


, 


Streptomycineae; 


32224 
coelescens strain 


Bacteria_16S 1427307 1427361 1 


55 


gi 


AS 4.1594 16S ribosomal RNA, partial 


coelescens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 

32224 Bacteria_16S 1439679 1439733 1 
strain LM 036 16S 
32224 


Bacteria_16S 1448890 1448944 1 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 
32224 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 


1453335 1453389 1 


32224 Bacteria_16S 1474343 1474397 1 55 gi| 219878476 |ref|NR_025615.1 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 147541 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 

32224 Bacteria_16S 1488176 1488230 1 55 gi|219857134|ref|NR_024762.1 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 148922 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

32224 Bacteria_16S 1530267 1530321 1 55 gi|219857433|ref|NR_025021.1 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 153130 


oligospora Bacteria; 
Thermomonosporaceae; 
32224 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
32224 Bacteria_16S 


Actinomadura. 
1536311 1536365 1 


Saccharothrix. 
1540982 1541036 1 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 154204 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; Actinokineospora. 
32224 Bacteria_16S 1542542 1542596 1 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
32224 Bacteria_16S 
paranensis strain 


Actinokineospora. 
1555986 1556040 1 


55 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


55 


55 


55 


55 


55 


55 


gi 
14 


gi 


gi 


strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


Actinobacteria; Actinobacteridae; 


gi 


NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


gi 


gi 


NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


gi 


HKI 0190 16S ribosomal RNA, partial sequence 


paranensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
32224 


Kitasatospora. 
Bacteria_16S 1557480 1557534 1 


terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 


55 


gi 


terrestris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
32224 Bacteria_16S 1558974 1559028 1 


55 


gi 


224581440 
sequence 


224581428 


224581421 


224581418 


219857378 


219857375 


219857374 


219846194 


219846193 


219846192 


gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 

32224 Bacteria_16S 1573960 1574014 1 
strain MK27-91F2 
32224 


Bacteria_16S 1575485 1575539 1 


strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


32224 Bacteria_16S 
strain DSM 40258 


1589270 1589324 1 


32224 Bacteria_16S 1590818 1590872 1 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
32224 


Streptomyces. 
Bacteria_16S 1592366 1592420 1 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 


55 


55 


55 


55 


55 


gi 


gi 


gi 


gi 


gi 


rimosus subsp. paromomycinus Bacteria; Actinobacteria; 


Streptomycineae; 
32224 


Streptomycetaceae; 
Bacteria_16S 1593912 1593966 1 


chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


Streptomyces. 


55 


gi 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219856867 


219878485 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878484 


219878483 
partial 


219878482 


Actinomycetales; 


39230 14407 


Micrococcineae; 


1 sequence 
ridae; Actinomycetales; Mi 


Actinomycetales; 


sequence 1535864 153737 


Actinomycetales; 


Actinomycetales; 


sequence 1542095 154360 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


sequence 
Actinomycetales; 


ref|NR_027222.1 
1426862 142837 


ref|NR_027210.1 


ref |NR_027202.1 


ref |NR_027199.1 
1452894 145438 


Streptosp 
ref|NR_024966.1 
Pseudonoc 
ref|NR_024963.1 
Pseudono 
ref|NR_024962.1 


Pseudonoc 


ref|NR_025784.1 
1555586 155703 
Streptomy 


ref |NR_025783.1 
1557082 155852 


ref|NR_025782.1 
1558576 156000 


ref|NR_024687.1 
ref 


NR_024686.1 


ref|NR_025624.1 
40 Streptomyces 


ref |NR_025623.1 
1590391 159188 


ref|NR_025622.1 
sequence 


ref 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Promicromonospora 
romonospora aerolata 


Promicromonosporaceae Hi 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


albus 
albus 


Streptomyces 
4 Streptomyces 
mycineae; 


rimosus 
rimosus 


Streptomyces 
5 Streptomyces 
tomycineae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Kitasatospora 
4 Kitasatospora 


Streptomycineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
Actinosynnemataceae; 


Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Streptomyces catenulae 


catenulae Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces rimosus 


1591939 1593434 Streptomyces 
Actinobacteridae; Actinomycetales; 


NR_025621.1 


Streptomyces 


1593485 1594981 Streptomyces 
Streptomycineae; 


32224 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae; 


32224 


strain DSM 43049 


32224 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae; 


32224 


strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


32224 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


Streptomycineae; Streptomycetaceae; 


32224 


strain DSM 12798 


32224 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


32224 


decolorationis st 
decolorationis Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1595459 1595513 1 


in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 


1597007 1597061 1 


1598555 1598609 1 


us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


1600103 1600157 1 


1601651 1601705 1 


1604756 1604810 1 


1606297 1606351 1 


1607827 1607861 21 


Proteobacteria; 


Streptomyces. 


55 gi| 219878481 |ref|NR_025620.1| Streptomyces 
1 sequence 1595032 1596529 Streptomyces 
; Actinomycetales; Streptomycineae; 
55 gi|219878480|ref|NR_025619.1| Streptomyces niger 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 


55 gi| 219878479 


55 gi|219878478 


55 gi|219878477 


55 gi|219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


55 gi| 219878472 


in Rell7 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


55 gi| 219878471 


rain S12 16S ribosomal RNA, partial sequence 
cteria; 


Streptomycineae; 


partial s 


Streptomycineae; 


RNA, partial s 


ref 


ref 


Ss 
ref 


ref 


ref 


ref 


77 Streptomyces 
Streptomycetaceae; 


equence 


73 Streptomyces 
treptomycetaceae; 


, 


05 Arthrobacter 


1605856 16 
Actinomycetales; 


1607365 16088 


NR_025618.1 
159812 


NR_025617.1 


NR_025616.1 
equence 


NR_025613.1 


NR_025611.1 
0731 


NR_025610.1 
1 
sh 


Shewanella. 
32224 
strain R2014 16S 


Gammaproteobacteria; Alteromonadales; 


niger Bacteria; 


Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Arthrobacter mysorens 


mysorens Bacteria; 
crococcaceae; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Bacteria_16S 


1668548 1668602 1 


ribosomal RNA, partial sequence 


55 gi|219878429 


1668114 16695 


ref|NR_025568.1| Actinomyces nasicola 
88 Actinomyces nasicola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

32224 Bacteria_16S 1680656 1680690 21 55 gi|219878421|ref|NR_025560.1| Vulcanithermus 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

32224  Bacteria_16S 1686656 1686710 1 55 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 

32224 Bacteria_16S 1700631 1700665 21 55 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 


strain KMM 241 16 
32224 


namibiensis Bacte 
Thermomonosporace 
32224 


sacelli Bacteria; 
Brachybacterium. 
32224 
fresconis strain 
fresconis Bacteri 
Brachybacterium. 
32224 


Dermabacteraceae; 
32224 
strain ISP 5293 1 


32224 
roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 
32224 
longisporus strai 
longisporus Bacte 
Streptomycetaceae 


Bacteria_16S 
sacelli strain LM 


Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequenc 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


S ribosomal RNA, partial sequence 


1746302 1746356 1 55 gi 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1760036 1760090 1 


55 gi 


1761557 17616111 55 gi 


1763079 1763133 1 55 gi 


Brachybacterium. 


1771935 1771989 1 55 gi 


1773433 1773487 1 55 gi 
rain ISP 5277 16S ribosomal RNA, parti 


; Streptomyces. 

1774930 1774984 1 55 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 


32224 
strain 4-0 16S ri 


Bacteria_16S 


1781115 1781169 1 55 
bosomal RNA, partial sequence 


gi 


cteria; Actinobacteria; Actinobacteridae; 


1700153 17016 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
Bacteria_16S 
namibiensis strain HAG 010767 16S ribosomal RNA, partia 


219878376 
1 


219878365 


G 20345 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 


219878364 


219878363 


219878355 


6S ribosomal RNA, partial sequence 177153717729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


219878354 
al 


219878353 
sequence 


219878349 


sequence 
Actinomycetales; 


inomycetal 


inomycetales; 


Actinomycetales; Mi 


sequence 1773034 17744 
Actinomycetales; 


Actinomyc 


Glaciecol 
ref|NR_025515.1 

1745863 174730 
Streptos 


ref|NR_025504.1 
1759669 176107 
es; Micrococcine 
ref|NR_025503.1 
1761124 176259 
Micrococci 


ref|NR_025502.1 


e 176264 


ref|NR_025494.1 

Streptomyceta 
ref|NR_025493.1 
8 
Strep 


ref|NR_025492.1 
1774532 177597 
etales; Streptom 


51 Glaciecola mesophila Bacteria; 
eromonadaceae; 


a. 
Actinomadura 
0 Actinomadura 
porangineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Streptomyces arenae 


83 Streptomyces arenae Bacteria; 
Streptomycineae; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 
tomycineae; 


Streptomyces 
9 Streptomyces 
ycineae; 


ref |NR_025488.1 


Citricoccus muralis 


1780670 1782124 Citricoccus muralis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 


32224 


gandavensis Bacte 
Arthrobacter. 
32224 
paurometabola str 
paurometabola Bac 


32224 
strain DSM 46000 


32224 
livingstonensis s 
livingstonensis B 
Shewanella. 
32224 
strain LMG 21857 
Proteobacteria; 

32224 
nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 
32224 
strain CF-25 16S 


32224 
strain CF-43 16S 


32224 
strain CCUG 35957 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Bacteria_16S 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


32224 
stelliscabiei str 
stelliscabiei Bac 


32224 


somaliensis Bacte 
Streptomycetaceae; 
32224 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
32224 
strain NNO15860 1 
Bacteroidetes; Fl 
32224 
strain NNO15840 1 
Bacteroidetes; Fl 
32224 


Bacteria; Actinob 
32224 


Bacteria_16S 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 
Cellulomonadaceae; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
somaliensis strain DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


avobacteria; 
Bacteria_16S 


avobacteria; 
Bacteria_16S 
antarcticus strain T2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
Bacteria_16S 


1799162 1799216 1 


1805354 1805408 1 


Oerskovia. 
1806892 1806946 1 


1846694 1846728 21 
Proteobacteria; 


1869377 1869411 21 


1873983 1874037 1 


1957513 1957567 1 


1959069 1959123 1 


2035190 2035244 1 


55 


55 


55 


55 


Gammaproteobacteria; Al 


55 


55 


55 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Bacteria_16S 


55 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Bacteria_16S 


55 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Bacteria_16S 
train NF22 16S ribosomal RNA, partial 
acteria; 


gi 


gi 


16S ribosomal RNA, partial sequence 1868909 18703 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Bacteria_16S 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


gi 


gi 
19 


gi 
19 


gi 


16S ribosomal RNA, partial sequence 


2053882 2053936 1 


Streptomyces. 
2056862 2056916 1 


Streptomyces. 
2058401 2058455 1 


strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


Streptomyces. 
2062931 2062965 21 


2064453 2064487 21 


2065947 2066001 1 


2091984 2092018 21 


55 


55 


55 


55 


55 


55 


55 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 
32224 


glaciale Bacteria; 
32224 
strain DSM 43030 


32224 
strain PK-Blue 16 


32224 


taiwanensis Bacte 
32224 


Bacteria_16S 
16S rib 
Actinobacteria; Actinoba 
Bacteria_16S 
S ribos 
Actinobacteria; Actinoba 
Bacteria_16S 
taiwanensis strain WR-30 
ria; 
Bacteria_16S 


2105726 2105760 21 


Bacteroidetes; 
2110264 2110318 1 


2167730 2167784 1 


2193541 2193575 21 


Deinococcus-Thermus; 
2195035 2195089 1 


Gammaproteobacteria; Alteromonadales; 
Bacteria_16S 
glaciale strain ACAM 644 


55 


55 


55 


omal RNA, partial sequence 
cteridae; Actinomycetales; 


55 


gi 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 2062466 20 


Flavobacteriales; Flavobacteriac 


gi 


6S ribosomal RNA, partial sequence 2063988 20 


Flavobacteriales; Flavobacteriac 


gi 


gi 


2091488 20 
s 


gi 


16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobac 


gi 


osomal RNA, partial sequence 2109822 21113 
cteridae; Actinomycetales; 


gi 


gi 


16S ribosomal RNA, partial seque 


Deinococci; 


55 


gi 


Streptomycinea 


2167280 21687 
Streptomycinea 


219878336 


219878332 
al 


219878331 


219878304 
sequence 


219878288 


219878285 
sequence 
Ac 


219878223 
57067 19585 


Act 


219878148 
639 
eae 
219878147 
654 
eae 
219878146 
20655 
ales; Micr 
219878128 
930 
hewanellac 
219878116 


teriales 
219873436 


219857623 


219857603 
nce 
Thermales; 


Actinomyc 
sequenc 


Actinomycet 


occineae; 


tinomycetale 


ref|NR_025475.1 
1798724 18001 
etales; 


ref|NR_025471.1 
e 1804913 18063 
ales; 


ref|NR_025470.1 
Ce 
ref|NR_025443.1 
teromonadales; 


ref|NR_025427.1 
93 Glaciecola po 
Glacieco 
ref |NR_025424.1 

1873541 18749 
s; Micrococ 


ref |NR_025362.1 
65 Arthrobacter 


ococ 
ref 


cineae; Mic 
NR_025267.1 


Shewanella. 
NR_025255.1 
105286 210665 


eae; 
ref 


is} 


ref|NR_025250.1 
30 Streptomyces 
e; Streptomycet 
ref|NR_025212.1 
69 Streptomyces 
e; Streptomycet 
ref|NR_025191.1 
193088 219457 
Thermaceae; Me 


ND 


219857602 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Rhodococcus. 


ref |NR_025190.1 
194621 219603 


ND 


6 
Micrococ 


9 
Microc 


1846218 184771 
s 


1 


3 
c 


rococcaceae; 


; Cryomorphaceae; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
1lulomonadac 


eae; Oerskovia. 
Shewanella 

2 Shewanella 

hewanellaceae; 


Glaciecola polaris 
laris Bacteria; 
a. 
Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter luteolus 
luteolus Bacteria; 


occineae; Micrococcaceae; Arthrobacter. 
219878222 |ref|NR_025361.1] Arthrobacter albus 
58616 1960116 Arthrobacter albus Bacteria; 
occineae; Micrococcaceae; Arthrobacter. 
219878171|ref|NR_025310.1| Rothia nasimurium 
2034753 2036233 Rothia nasimurium Bacteria; 
occineae; Micrococcaceae; Rothia. 
219878155|ref|NR_025294.1| Streptomyces 
al sequence 2053442 2054919 Streptomyces 
Actinomycetales; Streptomycineae; 
219878153|ref|NR_025292.1| Streptomyces 
sequence 2056438 2057920 Streptomyces 
Actinomycetales; Streptomycineae; 
219878152|ref|NR_025291.1| Streptomyces 
sequence 2057971 2059469 Streptomyces 


inomycetales; Streptomycineae; 

ref |NR_025287.1| Cellulophaga fucicola 
37 Cellulophaga fucicola Bacteria; 

; Cellulophaga. 

ref |NR_025286.1| Cellulophaga baltica 
61 Cellulophaga baltica Bacteria; 

; Cellulophaga. 

ref|NR_025285.1| Micrococcus 

12 2067008 Micrococcus antarcticus 


Micrococcus. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 


Brumimicrobium 

6 Brumimicrobium 
Brumimicrobium. 
Streptomyces humiferus 


humiferus Bacteria; 
aceae; 


Streptomyces. 
Streptomyces speibonae 


speibonae Bacteria; 
aceae; 


Streptomyces. 
Meiothermus 
0 Meiothermus 


iothermus. 


Rhodococcus 
1 Rhodococcus 


32224 Bacteria_ 


guaymasensis stra 
Bacteria; Aquific 


32224 Bacteria_ 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 


32224 Bacteria_ 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae; 


32224 Bacteria_ 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


32224 Bacteria_ 


strain A290 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
32224 Bacteria_ 


sulfonivorans str 
sulfonivorans Bac 
Micrococcaceae; Arthrobacter. 


32224 Bacteria_ 


methylotrophus st 
methylotrophus Ba 
Micrococcaceae; Arthrobacter. 


32224 Bacteria_ 


galactanivorans s 
galactanivorans B 


32224 Bacteria_ 


australiensis str 
australiensis Bac 
Intrasporangiacea 


32224 Bacteria_ 
pachnodae strain 


Bacteria; Actinob 


Xylanimicrobium. 
32224 
chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobac 
Bacteria_16S 
yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


32224 


32224 
albus strain JL 8 


Bacteria; Actinob 


Streptacidiphilus 
32224 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus. 
Bacteria_16S 
strain O 16S ribo 


32224 


32224 
strain I 16S ribo 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


32224 
strain SMCC W459 

Firmicutes; Clost 
32224 
naphthovorans str 
naphthovorans Bac 
32224 
strain KMM 3677 1 
Bacteroidetes; Fl 
32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S 2231344 2231398 1 55 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
16S 2248070 2248124 1 55 gi 
ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

16S 2257258 2257312 1 55 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 2260382 2260436 1 55 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
; Streptomyces. 

16S 2310523 2310577 1 55 
ibosomal RNA, partial sequence 


219857578 
nce 
Pe 

219857567 
uence 
e; 


219857561 
sequence 


219857559 
ia 
te 


gi] 219857522 


Strept 


16S 2346740 2346794 1 55 gi 
ain ALL 16S ribosomal RNA, partial seq 


teria; Actinobacteria; Actinobacterida 


219857496 
uence 

e; 
16S 2348249 2348303 1 55 gi 
rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 


219857495 
quence 
ae 


’ 


16S 2392375 2392409 21 55 gi 
train Dsij 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Flavobacteria; 
16S 2493839 2493893 1 55 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

16S 2513521 2513575 1 
VPCX2 16 
acteria; 


219857465 
sequence 

F 
219857387 
uence 
e; 


219857368 
nce 
ales; 


55 gi 
S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


2516547 2516601 1 55 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
ter. 
2518032 2518086 1 55 gi 
in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

2552301 2552355 1 55 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


219857366 
sequence 
idae; 


219857365 
equence 


’ 


, 
219857342 
25518 
ales; 
2553862 2553916 1 55 gi 
L 415 16S ribosomal RNA, complete sequ 


acteria; Actinobacteridae; Actinomycet 


219857341 
ence 25534 
ales; 
2577017 2577071 1 55 gi|219857283 
oc 
2578446 2578500 1 55 gi| 219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
ococcineae 
2598556 2598609 11 63 gi| 219857269 
16S ribosomal RNA, partial sequence 2598095 25994 
ridia; Clostridiales; Peptococcaceae; De 
2607788 2607822 21 55 gi| 219857263 
ain NAG-2N-126 16S ribosomal RNA, partial sequen 
teria; Proteobacteria; Gammaproteobacteria; 
2683761 2683795 21 55 gi| 219857200 
6S ribosomal RNA, partial sequence 2683309 26847 
avobacteria; Flavobacteriales; Flavobacteriaceae 
2685203 2685237 21 55 gi| 219857199 


22309 
rsephone 


Actinomycet 


Actinomyc 


1 sequen 
ridae; Actin 


2310109 23115 


osporang 


Actinomycet 


Actino: 


lavobact 


Actinomycet 


25130 


Micr 


Acti 


Actinomy 


Stre 


Stre 


somal RNA, partial sequence 2576563 2577940 Cellu 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occineae 


sulfotomacul 


Ocea 


ref|NR_025166.1 
13 2232371 Persep 
lla. 
ref|NR_025155.1 

2247616 224914 
ales; Strept 


Persephonella 
honella guaymasensis 


Streptomyces 
2 Streptomyces 
omycineae; 


ref|NR_025149.1| Streptomyces 
2256827 2258294 Streptomyces 
etales; Streptomycineae; 


ref|NR_025147.1 
ce 2259931 226145 
omycetales; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Actinomadura mexicana 
mexicana Bacteria; 
nosporaceae; 


ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomo 


ref|NR_025084.1 
2346319 234777 
ales; Microc 


Arthrobacter 
5 Arthrobacter 
occineae; 


ref |NR_025083.1 
2347826 234928 
mycetales; Micro 


Arthrobacter 
4 Arthrobacter 
coccineae; 


ref|NR_025053.1 
2391886 239336 
eriales; Flavoba 
ref |NR_024975.1 
2493400 249486 
ales; Microc 


Zobellia 

8 Zobellia 
cteriaceae; Zobellia. 
Tetrasphaera 

9 Tetrasphaera 
occineae; 


ref|NR_024956.1| Xylanimicrobium 
94 2514560 Xylanimicrobium pachnodae 
ococcineae; Promicromonosporaceae; 


ref |NR_024954.1 
2516115 251756 
nomycetales; Mic 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto 


Streptomyces 
9 Streptomyces 
mycineae; 


ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


ref 
lomo 
; Ce 
ref 
lomo 


Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadaceae; Cellulomonas. 
ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 

um. 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; Neptunomonas. 
ref|NR_024828.1| Zobellia russellii 
16 Zobellia russellii Bacteria; 

; Zobellia. 
ref |NR_024827.1 


Neptunomonas 
7 Neptunomonas 


Zobellia laminariae 


strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; Flavobacteriaceae 


Zobellia. 


, 


32224 Bacteria_16S 
strain KMM 3526 1 


2686672 2686706 21 55 gi| 219857198 
6S ribosomal RNA, partial sequence 2686201 26876 


ref|NR_024826.1| Zobellia amurskyensis 
48 Zobellia amurskyensis Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

32224 Bacteria_16S 2689640 2689694 1 55 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

32224 Bacteria_16S 2710604 2710638 21 55 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

32224 Bacteria_16S 2727279 2727333 1 55 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 


32224 Bacteria_16S 
strain MKT 106 16 


2740706 2740740 21 55 gi|219857160|ref|NR_024788.1| Agarivorans albus 
S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

32224 Bacteria_16S 2746571 2746625 1 55 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
32224 Bacteria_16S 2759984 2760038 1 55 gi| 219857146 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 27595 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinokineospora. 
32224 Bacteria_16S 2770497 2770551 1 55 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
32224 Bacteria_16S 2772035 2772089 1 55 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

32224 Bacteria_16S 2773570 2773624 1 55 gi 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
32224 Bacteria_16S 2775108 2775162 1 55 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
32224 Bacteria_16S 2776645 2776699 1 55 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


ref|NR_024774.1| Actinokineospora 
56 2761026 Actinokineospora terrae 
Pseudonocardineae; Actinosynnemataceae; 


219857135|ref|NR_024763.1 
74619 Streptomyces 


Streptomyces peucetius 
peucetius Bacteria; 
Streptomycetaceae; Streptomyces. 


32224 Bacteria_16S 2814199 2814253 1 55 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
32224 Bacteria_16S 2823295 2823349 1 55 gi|219856908|ref|NR_024729.1| Hydrogenobacter 


2822817 282431 


subterraneus strain HGP1 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificace 


32224 
strain IFO 12702 


Bacteria_16S 


2826254 2826308 1 55 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Franki 


32224 


32224 Bacteria_16S 2832365 2832419 1 55 gi|219856902|ref|NR_024723.1 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Strept 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
32224 Bacteria_16S 2843004 2843058 1 55 gi|219856895|ref|NR_024714.1 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 284406 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomyc 
Streptomycetaceae; Kitasatospora. 

32224 Bacteria_16S 2887918 2887960 13 55 gi|219856864|ref|NR_024683.1 


strain JCM 6484 1 
Firmicutes; Clost 
32224 
strain IAM 14851 


Bacteria_16S 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial s 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


Bacteria_16S 


2830827 2830881 1 55 gi 


Streptomyces. 


ridia; Clostridiales; 
2901513 2901567 1 


Eubacteriaceae; Eu 


55 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


32224 
thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


Bacteria_16S 


2918453 2918507 1 55 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; 


eq 
Betaproteobacter 


ae; 


neae 


uenc 


bact 


occi 


uenc 
ia; 


Hydrogenobacter. 
219856906 
16S ribosomal RNA, partial sequence 2825825 28272 


e 


6S ribosomal RNA, partial sequence 2887459 28889 


neae 


219856844 


e 
Hydr 


32224 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 


Bacteria_16S 


2935002 2935036 21 


55 


gi 


219856833 


ref|NR_024727.1 
s 
NR_024724.1 
2830390 283187 


ref |NR_024674.1 
; Microbacteriac 
ref|NR_024663.1 

2918000 291946 
ogenophilales; H 


3 Hydrogenobacter 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
; Sporichthyaceae; 
219856903 
eq 
Actinomycetales; 


porichthya. 
Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Kitasatospora 

5 Kitasatospora 

ineae; 


Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 
erium. 
219856855 
16S ribosomal RNA, partial sequence 2901061 29025 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


ref |NR_024652.1 


293453 


Oceanospirillum 
1 2935988 Oceanospirillum 


multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 


32224 Bacteria_16S 


2939484 2939538 1 


55 


IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


32224 Bacteria_16S 


brevicatena strain YU 720-21 16S ribosomal RNA, partial 


2944039 2944093 1 


55 


gi 


2939058 29405 
nocardin 


gi 


brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
32224 Bacteria_16S 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


32224 Bacteria_16S 
macrosporus strai 
mMacrosporus Bacte 
Streptomycetaceae; 
32224 Bacteria_16S 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae; 
32224 Bacteria_16S 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae; 
32224 Bacteria_16S 
faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 
32224 Bacteria_16S 
hortensis strain 
hortensis Bacteri 
Intrasporangiaceae; 
32224 Bacteria_16S 
multipotens strai 
Bacteria; Proteob 
32224 Bacteria_16S 
propionica strain 
Bacteria; Proteob 
32224 Bacteria_16S 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 

32224 Bacteria_16S 
strain TAGA27 16S 


teria; 


2954606 2954660 1 


2977406 2977460 1 


2 


978938 2978992 1 


2980473 2980527 1 


3044266 3044320 1 


3045798 3045852 1 


3078933 3078975 13 


3080509 3080551 13 


3082085 3082127 13 
Proteobacteria; 


3093988 3094042 1 


55 


55 


55 


55 


55 


55 


55 


55 


55 


55 


ribosomal RNA, partial sequence 


gi 


gi 


n A1201 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


gi 


rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


gi 


in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 


gi 


HKI 0125 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Ornithinicoccus. 


gi 


n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


gi 


U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 


gi 


ain K-119 16S ribosomal RNA, partial s 
Deltaproteobact 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


32224 Bacteria_16S 
strain F98.3HR69 


3098570 3098624 1 


55 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


32224 Bacteria_16S 
strain ATCC 25470 


32224 Bacteria_16S 
strain GY-1 16S r 
Deinococcus-Thermus; 
32224 Bacteria_16S 
DSM 11303 16S rib 
Deinococcus-Thermus; 
32224 Bacteria_16S 
strain DSM 44267 16S 


Actinobacteria; Actinoba 


32224 Bacteria_16S 
radiophilus strai 
radiophilus Bacteria; 
32224 Bacteria_16S 

radiodurans strai 
radiodurans Bacteria; 
32224 Bacteria_16S 

proteolyticus strain 
proteolyticus Bac 
32224 


Bacteria_16S 


16S ri 
Actinobacteria; Actinoba 


ibosoma 


osomal 


n DSM 2 


n DSM 2 


teria; 


3104529 3104583 1 
bosomal 


3138997 3139031 21 


Deinococci; Thermales; 
3146571 3146605 21 


Deinococci; 
3152669 3152723 1 
rib 


3166445 3166479 21 
0551 16S ribosomal 
Deinococcus-Thermus; 
3167962 3167996 21 
0539 16S ribosomal 
Deinococcus-Thermus; 

3169478 3169512 21 
DSM 20540 16S ribo 
Deinococcus-Thermus; 
3170995 3171029 21 


55 


55 


1 RNA, partial sequence 


55 


RNA, partial sequence 
Deinococcales; 


55 


55 


55 


55 


55 


gi 


RNA, partial sequence 
cteridae; Actinomycetales; 


Stre 
gi 


219856830 


do 
219856827 
sequence 


219856820 


ne 
219846938 
nce 


219846937 
sequence 
ae; 
219846936 
quence 
ae 


, 


219846892 
quence 


, 


219846891 
quence 


219846869 
ence 30784 
ellales; 
219846868 
ce 30800 
ellales; 
219846867 
equence 

eria; 


219846859 


3093562 30950 
occineae; 


oc 
219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
occineae 


oc 
219846852 

31040 
pt 


219846829 


3138565 31400 
Thermaceae; 


gi 


219846824 


3146120 31475 


Deinoco 
gi 


gi 


RNA, partial 
Deinococci; 


gi 


RNA, partial 
Deinococci; 


gi 


somal RNA, parti 
Deinococci; 


gi 


ccaceae; 
219846820 


osomal RNA, partial sequence 3152235 31537 
cteridae; Actinomycetales; Microc 


occineae 
219846810 
sequence 
De 
219846809 
sequence 
De 
219846808 
al sequenc 
; Deinococ 
219846807 


strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 31720 


Deinococcus-Thermus; 
32224 Bacteria_16S 


Deinococci; 
3225583 3225637 1 


Deinococcales; 


55 


Deinoco 
gi 


ccaceae; D 
219846770 


Actinomyc 


bacterin 


Actinomyc 


Actinomyce 


Actinomyce 


Actinomyceta 


inomycet 


D 


D 


Desu 


omycinea 


D 


inococca 


inococca 


ref |NR_024649.1 
eae; Actinosynn 
ref |NR_024646.1 

2943614 29450 
etales; Frankin 
ref |NR_024639.1 
eae; Gordoniace 
ref|NR_026530.1 

2976976 297845 
etales; 


ref|NR_026529.1 
2978510 297999 
tales; Stre 


ref|NR_026528.1 
2980041 298152 
tales; Stre 


ref |NR_026484.1 
3043846 304530 
les; Microc 


NR_026483.1 
3045360 304685 
ales; Micrococc 


’ 


ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 
ref|NR_026451.1 
3 Micrococcaceae 
ref |NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref|NR_026444.1 
98 3105578 Strept 
e; Streptomyceta 
ref|NR_026421.1 


ref|NR_026416.1 


eino 
ref 


coccus. 
NR_026412.1 
; In 
ref 


trasporangia 
NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
les; Deinococcac 
ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026399.1 


Ww 


les; 
ref 


Ww 


eino 
ref 


coccus. 
NR_026362.1 


7 
e 


Pp 


Pp 


fo} 


i 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
emataceae; 


Lentzea. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
a 


e; Gordonia. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 
tomycineae; 


Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
Meiothermus. 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 
aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Janibacter limosus 


strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 3226621 Janibacter limosus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangia 


ceae; Janibacter. 


32224 
griseocarneus str 
griseocarneus Bac 
Streptomycetaceae; 
32224 
strain DSM 43764 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
32224 
strain DSM 43067 


Actinomadura. 
32224 
strain 1A-C 16S r 


Bacteria_16S 
ain DSM 40004 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 


3236254 3236308 1 


55 


gi 


compl 


219846763 


ete sequence 3235806 32373 
Actinomycet 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Streptomyces. 


3252803 3252857 1 55 


gi 


3254301 3254355 1 55 


gi 


3310521 3310575 1 55 
ibosomal RNA, partial sequence 


gi 


219846752 
16S ribosomal RNA, partial sequence 3252379 32538 


ref|NR_026355.1| Streptomyces 
20 Streptomyces 
ales; Streptomycineae; 
ref|NR_026344.1 


26 Actinomadura 


Actinomadura kijaniata 
kijaniata Bacteria; 


Strept 


219846751 
16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
219846713 
3310081 33114 


osporangineae; Thermomon 
ref |NR_026343.1 
21 Actinomadura 
osporangineae; Thermomon 


ref|NR_026305.1 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 
32224 Bacteria_16S 3354587 3354641 1 55 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 


tyrofermentans Bacteria; Actinobacteria; Actinobacteridae 


Dermabacteraceae; 


Brachybacterium. 


; Actinomycetales; Micro 


coccineae; 


32224 Bacteria_16S 3357710 3357764 1 55 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

32224 Bacteria_16S 3359274 3359328 1 55 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

32224 Bacteria_16S 3377511 3377565 1 55 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 


strain M17C 16S r 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


32224 
chliarophilus str 
chliarophilus Bac 
32224 
strain DSM 9537 1 
Fusobacteria; Fus 
32224 
citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 
32224 
strain DSM 43852 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3389661 3389695 21 55 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3391141 33911951 55 gi 


obacteriales; Fusobacteriaceae; Propioni 
3395616 3395670 1 55 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


3397121 33971751 55 


gi 


3377063 33785 
219846652 
219846651 
6S ribosomal RNA, partial sequence 3390715 33921 


219846648 


219846647 
16S ribosomal RNA, partial sequence 3396701 33981 


occineae; De 
ref 
al sequence 
Thermales; T 
ref 


rmacoccaceae 
NR_026244.1 

338924 
hermaceae; 
NR_026243.1 


genium. 
ref |NR_026240.1 
ce 3395198 3396650 Promic 
es; Micrococcineae; 


ref|NR_026239.1 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 
Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Promicromonospora 
romonospora citrea 


Promicromonosporaceae Hi 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

32224 Bacteria_16S 3398646 3398700 1 55 gi| 219846646 |ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

32224 Bacteria_16S 3400180 3400234 1 55 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

32224 Bacteria_16S 3401706 3401760 1 55 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

32224 Bacteria_16S 3403246 3403300 1 55 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
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32224 Bacteria_16S 3415385 3415439 1 55 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 

32224 Bacteria_16S 3447885 3447939 1 55 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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32224 Bacteria_16S 3588006 3588048 13 55 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

32224  Bacteria_16S 3637983 3638037 1 55 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

32224 Bacteria_16S 3639535 3639589 1 55 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

32224 Bacteria_16S 3641104 3641158 1 55 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

32224  Bacteria_16S 3642629 3642683 1 55 gi| 219846477 |ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

32224 Bacteria_16S 3644161 3644215 1 55 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
32224 Bacteria_16S 3680842 3680876 21 55 gi|219846450|ref|NR_026041.1| Polaribacter 
filamentus strain 215 16S ribosomal RNA, partial sequence 3680374 3681813 Polaribacter filamentus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

32224 Bacteria_16S 3724442 3724496 1 55 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

32224 Bacteria_16S 3725902 3725956 1 55 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

32224 Bacteria_16S 3728810 3728864 1 55 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

32224 Bacteria_16S 3730264 3730318 1 55 gi|219846414|ref|NR_026005.1| Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 

32224 Bacteria_16S 3731723 3731777 1 55 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

32224 Bacteria_16S 3733183 37332371 55 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

32224 Bacteria_16S 3919245 3919299 1 55 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
32224  Bacteria_16S 3920826 3920880 1 55 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

32224 Bacteria_16S 3922407 3922461 1 55 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

32224 Bacteria_16S 3923987 3924041 1 55 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

32224 Bacteria_16S 3925568 3925622 1 55 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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32224 Bacteria_16S 65606 65651 10 55 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

32224 Bacteria_16S 88009 88042 a2 55 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
32224 Bacteria_16S 109414 109459 10 55 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

32224 Bacteria_16S 134008 134053 10 55 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

32224 Bacteria_16S 147467 147512 10 55 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 
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Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

32224 Bacteria_16S 1051092 1051137 10 55 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

32224 Bacteria_16S 1064721 1064766 9 54 gi|265678334|ref|NR_028636.1| Marinomonas 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

32224 Bacteria_16S 1090113 1090158 10 55 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

32224 Bacteria_16S 1105162 1105195 22 55 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

32224 Bacteria_16S 1106650 1106695 10 55 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

32224  Bacteria_16S 1167200 1167233 22 55 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

32224 Bacteria_16S 1173386 1173419 22 55 gi|228719222|ref|NR_027581.1| Capnocytophaga 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

32224 Bacteria_16S 1214153 1214198 10 55 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

32224 Bacteria_16S 1295482 1295515 22 55 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

32224 Bacteria_16S 1309009 1309050 20 61 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

32224  Bacteria_16S 1310482 1310523 20 61 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

32224 Bacteria_16S 1374592 1374625 22 55 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 


Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

32224  Bacteria_16S 1390971 1391012 15 56 gi|228716336|ref|NR_027550.1 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvul 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvular 
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32224 Bacteria_16S 1712776 1712809 22 55 gi|219878399|ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
32224 Bacteria_16S 1714312 1714345 22 55 gi| 219878398 |ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

32224 Bacteria_16S 1715846 1715879 22 55 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

32224 Bacteria_16S 1717400 1717433 22 55 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

32224 Bacteria_16S 1718922 1718955 22 55 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

32224 Bacteria_16S 1785594 1785627 22 55 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
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32224 Bacteria_16S 2433433 2433466 22 55 gi|219857432|ref|NR_025020.1| Flavobacterium 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

32224 Bacteria_16S 2454773 2454818 10 55 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


32224 Bacteria_16S 2499827 2499872 10 55 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

32224 Bacteria_16S 2632304 2632337 22 55 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 


strain ACAM 81 16S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
32224 Bacteria_16S 2691159 2691192 22 55 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

Salegentibacter. 


32224 Bacteria_16S 2737817 2737850 22 55 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
32224 Bacteria_16S 2742212 2742245 22 55 gi|219857159|ref|NR_024787.1| Flavobacterium 


limicola strain ST-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
32224 Bacteria_16S 2745180 2745225 10 55 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
32224 Bacteria_16S 2747995 2748040 10 55 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
32224 Bacteria_16S 2752434 2752479 10 55 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
32224 Bacteria_16S 2753930 2753975 10 55 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
32224 Bacteria_16S 2818768 2818813 10 55 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
32224  Bacteria_16S 2820261 2820306 10 55 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 
32224 Bacteria_16S 2821755 2821800 10 55 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
32224 Bacteria_16S 2904614 2904666 12 63 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
32224 Bacteria_16S 2927479 2927524 10 55 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 
32224 Bacteria_16S 2933483 2933528 10 55 gi|219856834|ref|NR_024653.1| Marinobacterium 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 
32224 Bacteria_16S 2936477 2936522 16 61 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 
32224 Bacteria_16S 2937975 2938020 10 55 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 
32224 Bacteria_16S 3015545 3015578 22 55 gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 
strain 1145589 16S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas gadei Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
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32224 Bacteria_16S 3113518 3113563 10 55 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
strain DSM 12081 16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

32224 Bacteria_16S 3124161 3124202 20 61 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

32224 Bacteria_16S 3125650 3125691 20 61 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 3125234 3126653 Hyphomicrobium 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

32224 Bacteria_16S 3249808 3249853 10 55 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 
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32224 Bacteria_16S 3366932 3366977 10 55 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

32224 Bacteria_16S 3369928 3369973 10 55 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

32224  Bacteria_16S 3371427 3371472 10 55 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 

32224 Bacteria_16S 3392667 3392700 22 55 gi|219846650|ref|NR_026242.1| Bacteroides caccae 
strain ATCC 43185 16S ribosomal RNA, partial sequence 3392191 3393612 Bacteroides caccae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

32224  Bacteria_16S 3409407 3409440 22 55 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
strain ATCC 51270 16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

32224 Bacteria_16S 3416874 3416919 10 55 gi|219846633|ref|NR_026225.1]| Actinomyces 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

32224 Bacteria_16S 3495100 3495145 10 55 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 
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4162105 4162138 22 55 gi|219846106|ref|NR_025696.1| Algibacter lectus 
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59553 59593 16 56 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
bosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

61101 61141 16 56 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
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Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
32224  Bacteria_16S 117233 117273 15 55 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

32224 Bacteria_16S 126394 126434 15 55 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
32224 Bacteria_16S 135493 135533 15 55 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

32224 Bacteria_16S 204153 204201 16 63 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

32224 Bacteria_16S 244200 244244 11 55 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

32224 Bacteria_16S 268140 268180 15 55 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

32224 Bacteria_16S 330459 330507 16 63 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
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32224 Bacteria_16S 1653199 1653239 16 56 gi|219878439|ref|NR_025578.1| Thermomonas brevis 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 
32224 Bacteria_16S 1654746 1654786 16 56 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 
32224  Bacteria_16S 1673053 1673093 15 55 gi|219878426|ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
32224 Bacteria_16S 1674576 1674616 15 55 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
32224 Bacteria_16S 1676075 1676115 15 55 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
32224  Bacteria_16S 1677592 1677632 15 55 gi|219878423|ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
32224 Bacteria_16S 1679113 1679153 15 55 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
32224 Bacteria_16S 1709762 1709802 15 55 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
32224  Bacteria_16S 1735592 1735632 15 55 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
32224 Bacteria_16S 1738637 1738677 15 55 gi|219878382|ref|NR_025521.1| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
32224 Bacteria_16S 1770524 1770564 15 55 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


32224 Bacteria_16S 1814570 1814610 16 56 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

32224 Bacteria_16S 1829803 1829843 15 55 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
32224 Bacteria_16S 1835855 1835895 15 55 gi|219878311|ref|NR_025450.1| Sterolibacterium 


denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 
32224 Bacteria_16S 1849770 1849810 16 56 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 
32224 Bacteria_16S 1855708 1855748 15 55 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
32224  Bacteria_16S 1858675 1858715 15 55 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
32224 Bacteria_16S 1886382 1886422 15 55 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 
32224 Bacteria_16S 1901627 1901667 15 55 gi|219878262|ref|NR_025401.1]| Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


32224 Bacteria_16S 
strain CCUG 41709 


32224 Bacteria_16S 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, part 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae 


1907334 1907374 15 


1925637 1925677 15 


55 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


55 


gi 


gi 


nomycineae 


219878258 
19068 


219878244 


ial sequence 1925173 19266 
; Actinomycetales; 


ref|NR_025397.1| Actinomyces catuli 


68 1908267 Actinomyces catuli Bacteria; 


; Actinomycetaceae; Actinomyces. 
ref |NR_025383.1| Amycolatopsis 
46 Amycolatopsis 
Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 
32224 Bacteria_16S 1931833 1931873 15 


55 2 


gi 


al 


radicidentis strain CCUG 36733 16S ribosomal RNA, parti 


Actinomycetaceae; 


19878240 |ref|NR_025379.1 


sequence 1931360 19327 


6 


Actinomyces 
0 Actinomyces 


32224 Bacteria_16S 


radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 
1951634 1951674 15 55 gi|219878227|ref|NR_025366.1| Actinomyces canis 
16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


32224 
auriscanis strain 


Bacteria_16S 1953086 1953126 15 


Corynebacteriaceae; Corynebacterium. 
32224 Bacteria_16S 1954568 1954608 15 


urogenitalis strain CCUG 38702 16S ribosomal RNA, parti 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 
32224 
variabile strain 


Actinomyces. 
Bacteria_16S 2030640 2030680 15 


Corynebacteriaceae; Corynebacterium. 
32224 Bacteria_16S 2036730 2036770 15 


simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


32224 Bacteria_16S 2041402 2041442 16 


broegbernensis Bacteria; 
Pseudoxanthomonas. 
32224 Bacteria_16S 


Proteobacteria; 


2042960 2043000 16 


nitritireducens strain L2 16S ribosomal RNA, partial se 
Proteobacteria; 


nitritireducens Bacteria; 
Stenotrophomonas. 


CCUG 39784 16S ribosomal RNA, partial 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; 


DSM 20132 16S ribosomal RNA, partial s 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


32224 


Bacteria_16S 


strain B1953/27.1 


2044537 2044577 16 


55 2 


gi 
55 gi 
55 gi 
55 


gi 


56 gi 


Gammaproteobacteria; 


56 gi 


56 gi 


sequence 
Actinomycetales; 


219878225 
al 


219878175 
equence 


219878170 


219878167 
broegbernensis strain B1616/1 16S ribosomal RNA, partial 


219878166 
quence 
Gammaproteobacteria; 


219878165 


19878226|ref|NR_025365.1 


1952641 19540 


ref |NR_025364.1 
sequence 1954098 195552 
Actinomycetales; 


ref |NR_025314.1 
2030195 203163 


ref|NR_025309.1 
20362 


Corynebacterineae; 


ref|NR_025306.1 
2040918 204243 
Xanthomonadales; 


sequence 


ref|NR_025305.1 
2042490 204400 
Xanthomonadales; 


ref |NR_025304.1 


4 
Corynebacterineae; 


nomycineae; Actinomycetaceae; Actinomyces. 


Corynebacterium 
7 Corynebacterium 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Corynebacterium 
0 Corynebacterium 


Corynebacterineae; 


Corynebacterium 


84 2037751 Corynebacterium simulans 
Corynebacteriaceae; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


Xanthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


Xanthomonadaceae; 


Luteimonas mephitis 


16S ribosomal RNA, partial sequence 


20440 


53 2045572 Luteimonas mephitis Bacteria; 


Proteobacteria; 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


32224 


Bacteria_16S 


2049234 2049274 15 


55 gi 


219878159 


burkinensis strain DSM 6283 16S ribosomal RNA, partial 


burkinensis Bacteria; 


32224 


strain 58Eu 16S r 
Proteobacteria; 


32224 


strain 47Lol 16S 
Proteobacteria; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


2093530 2093570 16 


sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
2067521 2067561 15 55 gi| 219878145 |ref|NR_025284.1 
ibosomal RNA, partial sequence 2067059 20685 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
2069053 2069093 15 55 gi|219878144|ref|NR_025283.1 


Rhodoc 


56 gi 


2068593 20700 


219878126 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 
32224 
palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 


Bacteria_16S 


rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; 


se 
Gammaproteobacte 


2139061 2139101 15 55 gi 
train 1Bdz 16S ribosomal RNA, partial se 
acteria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 


219857642 


32224 


Bacteria_16S 


2140530 2140574 11 


micronuciformis strain AIP 412.00 16S ribosomal RNA, part 
Clostridia; 


micronuciformis Bacteria; 
32224 Bacteria_16S 
strain Pss 26 16S 


Firmicutes; 
2146539 2146579 16 
ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
32224 Bacteria_16S 2149631 2149671 15 
strain YIM 90001 


32224 Bacteria_16S 2184421 2184461 16 


55 gi 


Clostri 
56 gi 
sequence 
Pse 


55 gi 


219857641 


219857637 
2146078 21475 
Pseudomonadales; 
219857635 
16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


ref |NR_025298.1 
2048758 205026 


yclaceae; Thauera. 

ref|NR_025265.1 
quence 2093069 209454 
ria; Xanthomonadales; Xa 


ref|NR_025231.1 
quence 2138615 214004 
e; Actinomycetales; Pseu 


ref 
ial sequence 
diales; Veil 
ref 


NR_025230.1 

214009 
lonellaceae; 
NR_025226.1 


udomonadaceae; Pseudomon 
ref|NR_025224.1 


nocardineae; Pseudonocar 


56 gi 


219857609 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 


Luteimonas. 


Anaeroarcus 
3 Anaeroarcus 


Anaeroarcus. 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 


NR_025198.1 
183928 218546 


ref 


ND 


Pseudoxanthomonas 
6 Pseudoxanthomonas 


taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Pseudoxanthomonas. 


32224 


32224 


Stenotrophomonas. 
32224 


Bacteria; 
32224 
Bacteria; Firmicu 
32224 
psychrophilus str 
psychrophilus Bac 
Methylobacter. 
32224 
aerophilum strain 
Bacteria; Proteob 
32224 
strain 3CB-1 16S 
Proteobacteria; 

32224 
strain A3.12 16S 
Proteobacteria; 

32224 
methoxybenzovoran 
methoxybenzovoran 
32224 
mediterranea stra 
mediterranea MMB- 
32224 
thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 
32224 
strain DSM 43194 
Actinobacteria; A 
32224 
strain DSM 44262 
Actinobacteria; A 
32224 
strain CKB 16S ri 
Proteobacteria; B 
32224 
lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 

32224 
bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 
32224 
pelophilus strain 
pelophilus Bacter 
32224 
strain BS5-8 16S 
Proteobacteria; 

32224 
6a3 16S ribosomal 
Betaproteobacteri 
32224 
strain VB32 16S r 
Proteobacteria; B 
32224 
strain SWub3 16S 
Proteobacteria; 


B 


D 


B 


B 


Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
Bacteria_16S 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobac 


Bacteria_16S 
marinus strain srl2 16S ribosomal RNA, partial sequence 
Synergistetes; 
Bacteria_16S 
yonseiensis strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2318076 2318116 16 56 


gi 


2319668 2319708 16 56 


gi 


2351248 2351300 12 63 


gi 
Synergistia; Synergistales; Sy 
2387767 2387815 16 63 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2439476 2439516 15 55 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


2468406 2468450 10 54 gi 

AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2498293 2498333 15 55 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2533262 2533302 16 56 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2572334 2572374 15 55 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2586177 2586221 10 54 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2609272 2609312 15 55 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


2610843 2610883 15 55 


gi 
ctinobacteridae; Actinomycetales; Pseu 
2612372 2612412 15 55 gi 


ctinobacteridae; Actinomycetales; Pseu 
2618642 2618682 15 55 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2624739 2624779 16 56 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


2626260 2626300 15 55 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

2646186 2646226 15 55 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
2649191 2649231 15 55 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2650694 2650734 15 55 gi 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2653711 2653751 15 55 
ribosomal RNA, partial sequence 


Rhod 
gi 


32224 
thomssenii strain 


Bacteria_16S 


2497830 24993 


2532800 25342 


16S ribosomal RNA, partial sequence 2610373 26118 


16S ribosomal RNA, partial sequence 2611942 26134 


2618180 26196 


2648722 26501 


RNA, partial sequence 2650247 2651682 Azospira oryzae Bacte 
a; Rhodocyclales; Rhodocyclaceae; Azospira. 
2652225 2652265 15 55 gi|219857223|ref|NR_024851.1 


2651733 26532 
oc 


2653267 26546 


219857517 
ence 23175 
nadales; X 
219857516 
sequence 
teria; Xan 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 


219857493 
23507 
nergistace 
219857468 
nce 23873 
s; Thermoa 
219857428 
sequence 
eria; Meth 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfo 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteracea 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


219857404 
ce 24679 
hales; Pis 
219857384 


ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024972.1 
; Thauera. 
ref |NR_024943.1 
56 Peredibacter 
oracaceae; Pered 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref|NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024890.1 

2608828 261032 
etales; Pseudono 


ocyclaceae 
219857355 


Bacteriov 
219857286 
1 sequence 
ostridiale 
219857277 
quence 

obacteria; 
219857259 
uence 

Actinomyc 


219857258] ref |NR_024889.1 
donocardin 


219857257 


eae; Pseudonocar 
ref|NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas 
ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


donocardin 
219857253 
ocyclaceae . 
219857248 
al sequenc 
acteria; X 


219857247 


Vv 


e: 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


v 


Thioalkalimicrobium 
kalimicrobium aerophilum 
; Thioalkalimicrobium. 

Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Clostridium 

7 Clostridium 

e; Clostridium. 
Marinomonas 

4 Marinomonas 

es; Marinomonas. 

Amycolatopsis 

2 Amycolatopsis 

cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Dechloromonas agitata 
agitata Bacteria; 


Rhodanobacter 
6 Rhodanobacter 


Xanthomonadaceae; 


Tessaracoccus 


ref |NR_024877.1 
2625807 262727 
cetales; Propion 


equence 


; Actinomy: 


219857227 
uence 
; Rhodocyc 


v 


219857225 


ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref|NR_024853.1 
; Az 
ref 


ocyclaceae 
219857224 


onexus. 
NR_024852.1 


; Az 
ref 


yclaceae 
219857222 


oarcus. 
NR_024850.1 


1 Tessaracoccus 
ibacterineae; 


Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azospira oryzae strain 
ria; Proteobacteria; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
2655117 2655157 15 55 gi|219857221|ref|NR_024849.1 
DSM 44276 16S ribosomal RNA, partial sequence 2654667 265613 


Corynebacterium 
8 Corynebacterium 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


32224 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 
Bacteria_16S 


32224 


spinosa strain DS 


spinosa Bacteria; 


Pseudonocardiacea 


32224 
strain JCM 3151 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
32224 


Bacteria; 
32224 
silvatica strain 


silvatica Bacteri 


Streptosporangiac 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
subterraneus stra 
Proteob 
Bacteria_16S 


2667019 2667059 15 55 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


219857212 
ence 26665 
ales; Pseu 
2668534 2668574 15 55 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 
2670069 2670109 15 55 gi| 219857210 
6S ribosomal RNA, partial sequence 2669632 26710 
Streptosporang 


219857211 
uence 


inomycetal 


2674694 2674734 15 55 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
2692602 2692642 15 55 gi| 219857193 
TT 00-51 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Actinomycet 


219857206 
ence 26742 
ae 


ref|NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


ref |NR_024838.1 
87 Microbispora 
ineae; Streptos 


Microbispora mesophila 
mesophila Bacteria; 
porangiaceae; 


Thiobacter 
cter subterraneus 


ref|NR_024834.1 
15 2675666 Thioba 


ref|NR_024821.1 
2692168 269363 
ales; Streptospo 


Planotetraspora 
9 Planotetraspora 
rangineae; 


’ 


eae; Planotetraspora. 


32224 


Bacteria_16S 


2750945 2750985 15 


55 


gi| 219857152 


ref 


NR_024780.1 


Microtetraspora 


malaysiensis stra 
malaysiensis Bact 


Streptosporangiac 
32224 


alcaliphila strai 
alcaliphila Bacte 


Pseudomonas. 
32224 


Pseudomonas. 
32224 
strain ATCC 19374 
Bacteria; 
32224 
strain ATCC 33616 
Bacteria; 
32224 


Sphingomonas. 
32224 


Bacteria; 
32224 


resinovorans Bact 
Pseudomonas. 
32224 
citronellolis str 
citronellolis Bac 
Pseudomonas. 
32224 
pneumoniae strain 
pneumoniae Bacter 
32224 
hydrogenophilus s 
hydrogenophilus B 
32224 
caldus strain KU 
Proteobacteria; 
32224 
strain AX39 16S r 
Proteobacteria; B 
32224 
mechernichensis s 
mechernichensis B 
32224 
limneticum strain 
Bacteria; Proteob 
32224 
sulfurophilus str 


Bacteria_16S 


Bacteria_16S 
hibiscicola strai 
hibiscicola Bacte 


Bacteria_16S 


Proteob 
Bacteria_16S 


Proteob 
Bacteria_16S 
echinoides strain 
echinoides Bacter 
Bacteria_16S 
japonensis strain 
Proteob 


Bacteria_16S 
resinovorans stra 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
eae; Microtetraspora. 

2815725 2815765 16 56 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


quence 


, 


219856913 
equence 
ia; Pseudo: 


v 


219856890 
1 sequence 


ia; Pseudo 


2850796 2850836 16 56 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2852365 2852405 16 56 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2857044 2857084 16 56 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2864704 2864743 16 55 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


219856889 
28518 
nadales; X 
219856886 
28565 
nadales; X 
219856881 
sequence 
a; Sphingo: 


2923088 2923128 16 56 gi 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2971326 2971366 16 56 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


219856841 
nce 29226 
nadales; X 
219846942 
sequence 
ria; Pseud 


2972841 2972881 16 56 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


219846941 
al sequenc 
eria; Pseu 


2982015 2982055 15 55 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
2995691 2995743 3 55 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquificaceae; H 
2997247 2997287 15 55 gi|219846925 
16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillales; Acidith 
3059559 3059599 15 55 gi| 219846882 
ibosomal RNA, partial sequence 3059104 30605 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
3061100 3061140 15 55 gi| 219846881 
train TL1 16S ribosomal RNA, partial sequence 

acteria; Proteobacteria; Betaproteobacteria; Rho 
3074396 3074436 15 55 gi| 219846872 
cda-1 16S ribosomal RNA, partial sequence 30739 
acteria; Betaproteobacteria; Rhodocyclales; Rhod 


219846935 
uence 

aceae; Chl 
219846926 
sequence 


Actinomy 


2750506 275194 
cetales; Strepto 


9 Microtetraspora 
sporangineae; 


ref|NR_024734.1 
2815260 281674 
monadales; Pseud 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


ref|NR_024709.1 
2850317 285183 
monadales; Pseud 


ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024700.1 
2864276 286573 
monadales; Sphin 


Pseudomonas geniculata 
monas geniculata 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_026534.1 
2970861 297232 


omonadales; Pseu 


Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Pseudomonas 

5 Pseudomonas 

domonadaceae; 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


ref|NR_026527.1 
2981577 298305 
amydophila. 
ref|NR_026518.1 
2995219 299673 
ydrogenobacter. 
ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 
; Thauera. 
ref |NR_026473.1 
3060645 306213 
docyclales; Rhod 
ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferribacterium. 


Chlamydophila 
5 Chlamydophila 


Hydrogenobacter 
2 Hydrogenobacter 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Ferribacterium 
acterium limneticum 


3083643 3083691 16 63 gi|219846866 
ain L-64 16S ribosomal RNA, partial sequence 


ref|NR_026458.1| Thermoanaerobacter 
3083185 3084666 Thermoanaerobacter 


sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 


32224 


32224 


32224 
strain HK1 0089 1 


32224 
falsenii CCUG 336 


Bacteria; Actinob 


Corynebacterium. 
32224 
mathranii strain 


Bacteria; Firmicu 


32224 


32224 
singulare strain 


singulare Bacteri 
Corynebacteriacea 
Bacteria_16S 


32224 
strain LMG 471 16 


Proteobacteria; G 
Bacteria_16S 


32224 
strain LMG 8678 1 


Proteobacteria; G 
Bacteria_16S 


32224 
strain LMG 947 16 


Proteobacteria; G 
Bacteria_16S 


32224 
strain LMG 673 16 


Proteobacteria; G 
Bacteria_16S 


32224 
vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 

32224 
strain LMG 690 16 


32224 
strain LMG 733 16 
Proteobacteria; G 
32224 
strain LMG 847 16 
Proteobacteria; G 
32224 
strain LMG 8670 1 
Proteobacteria; G 
32224 
strain LMG 736 16 
Proteobacteria; G 
32224 
kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 
32224 
strain M408/89/1 


Corynebacterium. 
32224 
mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


Bacteria_16S 
confusum strain D 
confusum Bacteria 
Corynebacteriacea 
Bacteria_16S 
riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 
Bacteria_16S 


3097135 3097175 15 


e; Corynebacterium. 
3119655 3119695 15 


e; Corynebacterium. 
3133029 3133069 15 


3148090 3148130 15 


3174032 3174080 16 


3175559 3175599 15 


e; Corynebacterium. 
3178656 3178696 15 


e; Corynebacterium. 
3181609 3181649 16 


3183161 3183201 16 


3184713 3184753 16 


3186265 3186305 16 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3187817 3187857 16 


gi 


gi 


gi 


gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
219846804 
n DMMZ 2278 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; 


gi 


n LMG 911 16S ribosomal RNA, partial sequence 


ria; Proteobacteria; Gammaproteobacteria; Xantho 


3189369 3189409 16 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 
Bacteria_16S 


3190921 3190961 16 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; 


3192473 3192513 16 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; 


3194023 3194063 16 


3195575 3195615 16 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
219846788 
rain CCUG 35717 16S ribosomal RNA, partial seque 
M 44385 Bacteria; Actinobacteria; Actinobacterid 
e; Corynebacterium. 


3200072 3200112 15 


3201513 3201553 15 


3205974 3206014 15 


32224 


Bacteria_16S 


3207499 3207539 15 


gi 


gi 


gi 


gi 
S-8 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; Cory 


gi 


219846857 
MMZ 2439 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846842 
MMZ 2415 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846833 
6S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinoba 
Bacteria_16S 


219846805 
31735 


Actinomyc 


219846802 
IBS B52218 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Actinomycet 
219846800 
3181138 31826 


219846795 
3188896 31903 
Xanthomonad 
gi| 219846794 
3190448 31919 
Xanthomonad 
gi| 219846793 
3192000 31935 
Xanthomonad 
gi| 219846792 
6S ribosomal RNA, partial sequence 3193552 31950 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
gi|219846791 
3195102 31966 


219846787 
16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


219846784 
32055 


ref|NR_026449.1 


ref|NR_026434.1 


w 


ref|NR_026425.1 


ref|NR_026415.1 


ref |NR_026397.1 


ref |NR_026396.1 


ref|NR_026394.1 
3178210 317953 


ref|NR_026392.1 


ref|NR_026391.1 


ref |NR_026390.1 


ref |NR_026389.1 


ref|NR_026388.1 
187344 318884 


w 


ref |NR_026387.1 


ref |NR_026386.1 


aceae; Xanthomon 
ref|NR_026385.1 


aceae; Xanthomon 
ref|NR_026384.1 


aceae; Xanthomon 
ref |NR_026383.1 


aceae; Xanthomon 
ref|NR_026380.1 
nce 319961 
ae; Actinomyceta 


ref|NR_026379.1 
eae; Corynebacte 
ref |NR_026376.1 


25 3207001 Coryne 
nebacterineae; C 


219846783 


3175122 317658 
etales; Corynebacterineae; 


monadales; Xanth 


Corynebacterium 


3096668 3098071 Corynebacterium 


Corynebacterium 


119211 3120593 Corynebacterium 


Demetria terragena 


43 Demetria terragena Bacteria; 
cteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

219846823 
31476 


Corynebacterium 


42 3149116 Corynebacterium falsenii 


Thermoanaerobacter 


65 3175071 Thermoanaerobacter mathranii 


Corynebacterium 
0 Corynebacterium 


Corynebacterium 
2 Corynebacterium 


ales; Corynebacterineae; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonadaceae; Xanthomonas. 

gi| 219846799 
6S ribosomal RNA, partial sequence 3182688 31841 
ammaproteobacteria; Xanthomonadales; 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonadaceae; Xanthomonas. 

gi|219846798 
3184240 31857 
Xanthomonad 
gi|219846797 
3185792 31872 
Xanthomonad 
219846796 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
aceae; Xanthomon 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
aceae; Xanthomon 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
aceae; Xanthomon 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 
Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 
Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 

Corynebacterium 

4 3201013 Corynebacterium 
les; Corynebacterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


ref |NR_026375.1 


Corynebacterium 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 


sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


32224 


32224 


Corynebacterium. 
32224 


32224 
32224 
strain DSM 43311 
Microtetraspora. 
32224 


32224 


Proteobacteria; 
32224 


Proteobacteria; 
32224 


Proteobacteria; 
32224 


Proteobacteria; 
32224 


Xanthomonas. 


32224 Bacteria_16S 3298346 3298386 15 55 gi|219846722|ref|NR_026314.1 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 329934 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

32224 Bacteria_16S 3368437 3368477 15 55 gi|219846671|ref|NR_026263.1 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 336944 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Streptosporangiaceae; Streptosporangium. 

32224 Bacteria_16S 3412462 3412502 15 55 gi|219846636|ref|NR_026228.1 
strain NCTC 10951 16S ribosomal RNA, partial sequence 3412006 3413422 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
32224  Bacteria_16S 3413926 3413966 15 55 gi|219846635|ref|NR_026227.1 
strain CIP 103259 16S ribosomal RNA, partial sequence 3413473 3414913 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
32224  Bacteria_16S 3430249 3430289 15 55 gi|219846624|ref|NR_026216.1 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 343112 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Corynebacteriaceae; Corynebacterium. 

32224  Bacteria_16S 3431620 3431660 15 55 gi|219846623|ref|NR_026215.1 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 343257 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

32224 Bacteria_16S 3433069 3433109 15 55 gi| 219846621 |ref|NR_026213.1 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

32224 Bacteria_16S 3434427 3434467 15 55 gi|219846620|ref|NR_026212.1 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 343537 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
Corynebacteriaceae; Corynebacterium. 

32224 Bacteria_16S 3435858 3435898 15 55 gi|219846619|ref|NR_026211.1 


Bacteria_ 
lipophiloflavum s 
lipophiloflavum B 


Bacteria_ 
acanthamoebae str 
acanthamoebae Bac 
Bacteria_ 
aeronauticum stra 
aeronauticum Bacteria; 
Bacteria_ 


Bacteria_16S 
australicum strain IFAM ST1306 16S ribosomal RNA, parti 
australicum Bacte 
Bacteria_16S 
strain LMG 5743 1 


16S 3213472 3213512 15 55 gi 


16S 3214995 3215035 15 55 gi 


23 16S ribosomal RNA, partial sequence 


3263356 3263396 16 56 


gi 


ria; Proteobacteria; Alphaproteobacter 
3289115 3289155 16 56 gi 


3290640 3290680 16 56 


gi 


3292192 3292232 16 56 
S ribosomal RNA, partial sequence 


gi 


3293744 3293784 16 56 
S ribosomal RNA, partial sequence 


gi 


3295294 3295334 16 56 gi 


ria; Proteobacteria; Gammaproteobacter 


train DSM 44291 16S ribosomal RNA, parti 
acteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
Bacteria_ 
imitans strain 20 
Bacteria; Actinob 


Strept 


al 
ia; 


an 


an 


an 


an 


ia; 


219846778 
al sequence 
Actinomyc 


219846777 
32145 


16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846745 
sequenc 
Rhizob 
219846728 
6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; X 
Bacteria_16S 
strain LMG 5047 1 


osporang 


thomonadaceae; 
219846726 
3291719 32932 
Gammaproteobacteria; Xanthomonadales; X 
Bacteria_16S 
strain LMG 538 16 


ref|NR_026370.1 
32130 
etales; 


ref|NR_026369.1 


ineae; 


ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomic 
ref |NR_026320.1 


Xanthomo 


ref|NR_026319.1 


ref|NR_026318.1 


Xanthomon 


ref|NR_026317.1 


Xanthomon 


xX 


2 
Corynebacterineae; 


robiaceae; 


n 


Corynebacterium 
5 3214498 Corynebacterium 


Corynebacterium 


49 3216020 Corynebacterium imitans 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

16S 3233198 3233238 15 55 gi|219846765|ref|NR_026357.1| Parachlamydia 

ain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 

teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

16S 3246904 3246944 11 51 gi|219846756|ref|NR_026348.1| Desulfotomaculum 

in DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

16S 3251313 3251353 15 55 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 
Streptosporangiaceae; 


Pedomicrobium 

2 Pedomicrobium 
Pedomicrobium. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
thomonadaceae; 
219846727 
6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; X 
Bacteria_16S 
strain LMG 708 16 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Xanthomon 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
thomonadaceae; 
219846725 
3293271 32947 
Gammaproteobacteria; Xanthomonadales; X 
Bacteria_16S 
albilineans strain LMG 494 16S ribosomal RNA, partial s 
albilineans Bacte 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
thomonadaceae; 
219846724 
equence 

Xanthomonadales; 


as. 
Xanthomonas 
2 Xanthomonas 


anthomonadaceae; 


Blautia 
2 Blautia 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Corynebacterium 

4 Corynebacterium 
cterineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 
ineae; 


Corynebacterium auris 


strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


32224 Bacteria_16S 3478500 3478540 15 55 gi|219846590|ref|NR_026182.1| Actinomyces georgiae 
strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 3479443 Actinomyces georgiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
32224 Bacteria_16S 3479950 3479990 15 55 gi|219846589|ref|NR_026181.1]| Actinomyces 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 3480915 Actinomyces 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
32224 Bacteria_16S 3481429 3481469 15 55 gi|219846588|ref|NR_026180.1| Actinomyces howellii 
strain NCTC 11636 16S ribosomal RNA, partial sequence 3480966 3482380 Actinomyces howellii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
32224 Bacteria_16S 3498156 3498196 15 55 gi|219846577|ref|NR_026169.1| Actinomyces radingae 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
32224 Bacteria_16S 3522398 3522438 15 55 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
32224 Bacteria_16S 3523893 3523933 15 55 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 
32224 Bacteria_16S 3571315 3571355 15 55 gi|219846528|ref|NR_026120.1| Turicella otitidis 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 3572303 Turicella otitidis Bacteria; 
Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 
32224  Bacteria_16S 3597229 3597269 15 55 gi|219846509|ref|NR_026101.1| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 
32224  Bacteria_16S 3601915 3601955 15 55 gi| 219846505 |ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
32224 Bacteria_16S 3628868 3628908 16 56 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
32224 Bacteria_16S 3734652 3734692 15 55 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 
32224 Bacteria_16S 3740502 3740542 15 55 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 
32224 Bacteria_16S 3741966 3742006 15 55 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 
32224 Bacteria_16S 3764498 3764546 16 63 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
32224 Bacteria_16S 3788517 3788557 15 55 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 
32224 Bacteria_16S 3881239 3881287 16 63 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
32224 Bacteria_16S 3882811 3882859 16 63 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
32224 Bacteria_16S 3895235 3895275 15 55 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 3896280 Chlamydia trachomatis Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
32224 Bacteria_16S 3901233 3901273 15 55 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 
32224 Bacteria_16S 3964300 3964340 15 55 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
32224 Bacteria_16S 3999546 3999586 16 56 gi|219846225|ref|NR_025815.1| Silanimonas lenta 


strain 25-4 16S r 


ibosomal RNA, partial sequence 


3999120 4000501 Silanimonas lenta Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 


32224  Bacteria_16S 4237927 4237967 15 55 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

32224  Bacteria_16S 12407 12446 16 55 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

32224 Bacteria_16S 15451 15490 16 55 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

32224 Bacteria_16S 20103 20142 16 55 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

32224 Bacteria_16S 21598 21637 16 55 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

32224 Bacteria_16S 23148 23187 16 55 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

32224 Bacteria_16S 32363 32402 16 55 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

32224 Bacteria_16S 39677 39716 16 55 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

32224 Bacteria_16S 48826 48865 16 55 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 

32224 Bacteria_16S 51995 52034 16 55 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

32224 Bacteria_16S 55045 55084 16 55 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

32224 Bacteria_16S 64079 64118 16 55 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

32224 Bacteria_16S 80488 80527 16 55 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

32224 Bacteria_16S 89505 89544 16 55 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

32224 Bacteria_16S 106471 106510 16 55 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
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32224 Bacteria_16S 153647 153686 16 55 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

32224 Bacteria_16S 158316 158355 16 55 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
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32224 Bacteria_16S 237900 237939 16 55 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

32224  Bacteria_16S 239449 239488 16 55 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

32224 Bacteria_16S 241035 241074 16 55 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

32224 Bacteria_16S 248755 248794 16 55 gi| 265678896 |ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 

32224 Bacteria_16S 256165 256204 16 55 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

32224 Bacteria_16S 266666 266705 16 55 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 


strain OXB 16S ri 


bosomal RNA, partial sequence 


266185 26767 


2 Oxalobacter formigenes Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

32224 Bacteria_16S 289312 289351 16 55 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

32224 Bacteria_16S 298466 298505 16 55 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
32224 Bacteria_16S 307679 307718 16 55 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

32224 Bacteria_16S 309199 309238 16 55 gi|265678854|ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

32224 Bacteria_16S 310689 310728 16 55 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

32224 Bacteria_16S 312225 312264 16 55 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

32224 Bacteria_16S 321190 321229 16 55 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 335221 335260 16 55 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
32224 Bacteria_16S 336787 336826 16 55 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

32224 Bacteria_16S 338352 338391 16 55 gi|265678832|ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
32224 Bacteria_16S 339932 339971 16 55 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
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taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

32224 Bacteria_16S 395540 395579 16 55 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

32224 Bacteria_16S 401709 401748 16 55 gi|265678787|ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

32224 Bacteria_16S 423383 423422 16 55 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 441980 442019 16 55 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

32224 Bacteria_16S 452721 452760 16 55 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

32224 Bacteria_16S 454319 454358 16 55 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

32224 Bacteria_16S 467859 467898 16 55 gi| 265678739 |ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

32224 Bacteria_16S 474084 474123 16 55 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

32224 Bacteria_16S 475621 475660 16 55 gi| 265678734 |ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

32224 Bacteria_16S 498662 498701 16 55 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

32224 Bacteria_16S 500214 500253 16 55 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

32224 Bacteria_16S 501794 501833 16 55 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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32224 Bacteria_16S 606413 606452 16 55 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

32224 Bacteria_16S 609483 609522 16 55 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

32224 Bacteria_16S 611030 611069 16 55 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

32224 Bacteria_16S 618749 618788 16 55 gi| 265678639 |ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
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HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
735310 735349 16 55 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
738436 738475 16 55 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
755731 755770 16 55 gi 
ibosomal RNA, partial sequence 


gi 


gi 


757282 757321 16 55 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
758785 758824 16 55 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
760337 760376 16 55 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
766425 766464 16 55 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 


gi 


Neiss 
gi 


strain MOL361 16S 
Firmicutes; Erysi 


32224 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


32224 


taiwanensis strai 
taiwanensis Bacte 


32224 


haemoperoxidus st 
haemoperoxidus Ba 


32224 


moraviensis strain 330 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 


Bacteria_16S 798674 798713 16 55 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


806314 806353 16 


in 7 16S ribosomal RNA, partial sequen 
eria; 
erium. 


Thermodesulfobacteria; 


823107 823146 16 


n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 


830832 830871 16 


rain 440 16S ribosomal RNA, partial se 
cteria; 


Firmicutes; 
832388 832427 16 


Lactobacillales; 


Lactobacillales; 


gi 


55 gi 
Thermodes 


55 gi 


55 gi 


E 


55 gi 


ales; Micrococcineae; Microbacteriaceae; 
265678629 |ref|NR_028934.1| Acetobacterium tundrae 
631874 633351 Acetobacterium tundrae Bacteria; 
Acetobacterium. 
265678617 |ref|NR_028922.1| Aerococcus 
tial sequence 650305 651625 Aerococcus 
rococcaceae; Aerococcus. 
265678608|ref|NR_028913.1| Jeotgalicoccus 
tial sequence 660668 662086 Jeotgalicoccus 
icoccus. 
265678603|ref|NR_028908.1| Arcanobacterium 
al sequence 668320 669706 Arcanobacterium 
e; Actinomycetales; Actinomycineae; 
265678595|ref|NR_028900.1| Neisseria animalis 
680477 681831 Neisseria animalis Bacteria; 
eriaceae; Neisseria. 
265678594|ref|NR_028899.1| Neisseria lactamica 
681882 683236 Neisseria lactamica Bacteria; 
eriaceae; Neisseria. 
265678561|ref|NR_028865.1| Solibacillus 
uence 730321 731827 Solibacillus 
ceae; Solibacillus. 
265678558 |ref|NR_028862.1| Allisonella 
sequence 734793 736329 Allisonella 
tridiales; Veillonellaceae; Allisonella. 
265678555 |ref|NR_028859.1| Herbaspirillum 
ence 737948 739471 Herbaspirillum lusitanum 
riales; Oxalobacteraceae; Herbaspirillum. 
265678542 |ref|NR_028846.1]| Agromyces albus strain 
755262 756747 Agromyces albus Bacteria; 
ococcineae; Microbacteriaceae; Agromyces. 
265678541|ref|NR_028845.1| Cupriavidus 
quence 756798 758254 Cupriavidus 
a; Burkholderiales; Burkholderiaceae; Cupriavidus. 
265678540|ref|NR_028844.1|/ Alysiella filiformis 
758305 759815 Alysiella filiformis Bacteria; 
eriaceae; Alysiella. 
265678539|ref|NR_028843.1| Neisseria dentiae 
759866 761206 Neisseria dentiae Bacteria; 
eriaceae; Neisseria. 
265678535 |ref|NR_028839.1| Veillonella 
artial sequence 765978 767386 Veillonella 
tridiales; Veillonellaceae; Veillonella. 
265678513|ref|NR_028816.1| Turicibacter sanguinis 
798207 799714 Turicibacter sanguinis Bacteria; 
elotrichaceae; Turicibacter. 
265678508|ref|NR_028811.1| Thermodesulfobacterium 
ce 805842 807361 Thermodesulfobacterium 
ulfobacteriales; Thermodesulfobacteriaceae; 
265678497|ref|NR_028800.1| Cupriavidus 
sequence 822620 824161 Cupriavidus 
a; Burkholderiales; Burkholderiaceae; Cupriavidus. 
265678492 |ref|NR_028795.1| Enterococcus 
quence 830324 831835 Enterococcus 
nterococcaceae; Enterococcus. 
265678491|ref|NR_028794.1| Enterococcus 
831886 833394 Enterococcus moraviensis 
Enterococcus. 


Enterococcaceae; 


32224 
strain N-1 16S ri 
Proteobacteria; B 
32224 
marinus subsp. pa 


Bacteria_16S 


873280 873319 16 55 
bosomal RNA, partial sequence 


gi 


879034 879073 16 55 


gi 


etaproteobacteria; Burkholderiales; Bu 
Bacteria_16S 
storis strain PCC 9511 16S ribosomal R 


265678463 
872811 87416 
rkholderia 
265678459 
NA, partia 


ref |NR_028766.1 
6 Cupriavidus necator Bacteria; 
ceae; Cupriavidus. 
ref|NR_028762.1] Prochlorococcus 
1 sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 
32224 
strain VKM Ac-179 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 

32224  Bacteria_16S 886712 886751 16 55 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

32224 Bacteria_16S 892715 892754 16 55 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

32224 Bacteria_16S 894250 894289 16 55 gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

32224  Bacteria_16S 895785 895824 16 55 gi| 265678447 |ref|NR_028749.1| Pandoraea apista 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 896802 Pandoraea apista Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

32224 Bacteria_16S 897365 897404 16 55 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

32224 Bacteria_16S 911272 911311 16 55 gi| 265678437 |ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

32224 Bacteria_16S 942205 942244 16 55 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

32224 Bacteria_16S 943768 943807 16 55 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

32224 Bacteria_16S 945331 945370 16 55 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

32224 Bacteria_16S 946891 946930 16 55 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

32224 Bacteria_16S 948457 948496 16 55 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

32224 Bacteria_16S 950018 950057 16 55 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

32224 Bacteria_16S 951577 951616 16 55 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

32224 Bacteria_16S 953128 953167 16 55 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

32224 Bacteria_16S 954688 954727 16 55 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

32224 Bacteria_16S 962384 962423 16 55 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

32224 Bacteria_16S 977585 977620 20 55 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

32224 Bacteria_16S 996202 996241 16 55 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

32224 Bacteria_16S 997769 997808 15 54 gi| 265678379 |ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
32224 Bacteria_16S 999281 999320 15 54 gi| 265678378 |ref|NR_028680.1| Thiomicrospira 


Bacteria_16S 


Prochlorococcus. 
885178 885217 16 55 gi 
9 16S ribosomal RNA, partial sequence 


e; 


chilensis strain Ch-1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


265678454 


ref|NR_028756.1 


884701 886196 Rathayibacter caricis 


998800 1000269 Thiomicrospira chilensis 


Cupriavidus necator 


Rathayibacter caricis 


32224 


Bacteria_16S 


1000801 1000840 15 


54 


strain JB-A2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


32224 


succinus subsp. 


Bacteria_16S 


1018887 1018926 16 


32224 Bacteria_16S 1029589 1029628 15 54 gi| 265678358 
thermophila strain I78 16S ribosomal RNA, partial sequence 10291 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
32224 Bacteria_16S 1032675 1032714 16 55 gi| 265678356 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillace 
32224 Bacteria_16S 1035731 1035770 16 55 gi| 265678354 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 10367 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 
32224 Bacteria_16S 1037272 1037311 16 55 gi| 265678353 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 10382 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
32224 Bacteria_16S 1080957 1080996 16 55 gi| 265678322 
strain NAFO01 16S ribosomal RNA, partial sequence 1080469 10819 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 1082484 1082523 16 55 gi| 265678321 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
32224 Bacteria_16S 1087030 1087069 16 55 gi| 265678318 


1139 16S ribosomal RNA, 
Bacillales; Bacillaceae; 


complete sequence 
Bacillus. 


32224 


strain M 6 A9 16S 
Firmicutes; 


32224 


strain 14 16S ribosomal 
Actinobacteria; Actinoba 


32224 


halophilum strain 76 16S 
Bacteria; Actinobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Microbacterium. 


32224 


strain QSSC1-22 1 
Bacteroidetes; 


32224 


CMS 81 16S riboso: 
Actinobacteridae; 


32224 


CMS 76r 16S ribos 
Actinobacteridae; 


32224 


strain Ter6 16S r 


32224 


iheyensis HTE831 
Bacteria; 


32224 
DSM 


32224 
DSM 


Bacteria; 


32224 
col 


32224 
13501 


32224 


tataouinensis TTB 
TTB310 Bacteria; 


32224 


1552 16S ribo 
Firmicutes; Erysi 


12563 16S rib 
Spirochaetes; 


16S ribosomal 
Proteobacteria; Betaprot 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


6S ribo 
Flavobacteria; 


mal RNA, 
Actino: 


omal RN 
Actino: 


16S rib 
Firmicutes; 


somal R 
pelotri 


osomal 


RNA, partial 


1091679 1091718 16 
Lactobacillaceae 
1102057 1102096 16 


RNA, partial sequence 


1112758 1112797 16 


1124975 1125014 16 
Flavobacteriale 
1136939 1136978 16 


complete sequence 


1138490 1138529 16 


1146077 1146116 16 


ibosomal RNA, partial sequen 
Proteobacteria; Betaproteobacteria; 


1155089 1155128 16 


Bacillales; Bacillaceae 
1165773 1165812 16 


1177864 1177903 16 
RNA, partial sequence 


1179385 1179424 16 
sequence 


1192942 1192981 16 
complete sequence 


1197604 1197643 16 


1233788 1233827 16 


55 


1086532 1088056 Bacil 


55 


ribosomal RNA, partial sequence 
Lactobacillales; 


gi 


1000320 10017 


gi 


succinus strain AMG-D1 16S ribosomal RNA, 


Staphylococcus succinus subsp. succinus Bacteria; 


gi 


1091188 10926 


; Lactobac 


55 


55 


55 


S; 
55 


1136447 1137959 Leifs 
mycetales; Micrococcineae; Micr 


55 


55 


ce 


55 


55 


55 


Spirochaetales; Brachyspiraceae 


55 


1178919 1180416 
eobacteria; Nitrosomonadales; N 


55 


1192457 1193978 
Burkholderiales; Al 


55 


55 


gi 


1101592 11031 
cteridae; Actinomycetales; Micr 


gi 


ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


gi 


somal RNA, partial sequence 1124514 11259 
Cryomor 


gi 


gi 


A, complete sequence 1138010 1139535 Leifs 
mycetales; Micrococcineae; Micr 


gi 


1145612 11470 
Burkholderiales; Ox 


gi 


osomal RNA, partial sequence 1154576 11561 
; Oceanoba 


NA, partial sequence 1165300 1166687 Clost 
chi; Erysipelotrichales; Erysip 


cillus. 
gi| 228720470 
elotrichac 
gi| 228718030 
1177428 11788 
; Brachysp 
gi|228717704 


gi 


gi 


310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 


gi 


265678377 


ciricketts 
265678365 
complet 


265678315 


illus. 
265678308 


ococcineae 
265678300 
e E1123 
ales; Micr 


224581403 


phaceae; C 
253680765 


obacteriac 
253680764 


obacteriac 
253680759 


alobactera 
253680753 


Nitro 
itrosomona 
228715722 
Borde 
caligenace 
228715504 
e 11971 
rkholderia 


Firmicutes; 


ref |NR_028679.1 
iaceae; Thiomicr 
ref |NR_028667.1 
e sequence 
Bacillales; 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref|NR_028658.1 
1032165 103372 
Lactobacillu 
NR_028656.1 


ae; 
ref 


ceae; Herbaspiri 
ref|NR_028655.1 


Curvibacter. 
NR_028624.1 


ae; 
ref 


ref |NR_028623.1 
61 Lactobacillus 


ref 
lus 


NR_028620.1 
akibai Bacte 


ref |NR_028617.1 
88 Lactobacillus 
ref |NR_028610.1 
; Microbacteriac 
ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 
ref |NR_027184.1 
ryomorpha. 
ref|NR_028013.1 
onia aurea Bacte 
eae; Leifsonia. 
ref|NR_028012.1 
onia rubra Bacte 


eae; Leifsonia. 
ref |NR_028007.1 


ceae; 
ref|NR_028001.1 


219878266 


Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Staphylococcus 
1018386 1019933 
Staphylococcus. 
Thiomicrospira 
crospira thermophila 
; Thiomicrospira. 
Lactobacillus 
0 Lactobacillus 
Ss. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Lactobacillus 
equi Bacteria; 


equi 
Bacillus akibai strain 
ria; Firmicutes; 


Lactobacillus algidus 
algidus Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Microbacterium 

acterium halophilum 

obacteriaceae; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
Collimonas. 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


ref|NR_027592.1| Clostridium spiroforme 
ridium spiroforme DSM 1552 Bacteria; 
eae. 

ref|NR_027570.1| Brachyspira murdochii 
68 Brachyspira murdochii DSM 12563 

ira. 

ref|NR_027566.1| Nitrosomonas eutropha 
somonas eutropha C91 Bacteria; 

daceae; Nitrosomonas. 

ref|NR_027537.1| Bordetella hinzii LMG 
tella hinzii LMG 13501 Bacteria; 

ae; Bordetella. 

ref|NR_027534.1| Ramlibacter 
311198567 Ramlibacter tataouinensis 
les; Comamonadaceae; Ramlibacter. 
ref|NR_025405.1| Microbacterium 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


32224 


Bacteria_16S 


1254824 1254863 16 


55 gi 


limnophilus strain DSM 6472 16S ribosomal RNA, partial 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacill 


32224 


Bacteria_16S 
strain UR/MT95 16S ribosomal RNA, partial sequence 


1266915 1266954 16 


55 gi 


se 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxal 


32224 


32224 


Bacteria_16S 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 12842 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
Bacteria_16S 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial 


1283265 1283304 16 


1284813 1284852 16 


55 gi 


55 gi 


s 


psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalic 


32224 


halotolerans strain YKJ-101 16S ribosomal RNA, partial 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 


32224 Bacteria_16S 1293961 1294000 16 55 gi| 228715348 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
32224 Bacteria_16S 1296872 1296911 16 55 gi| 219857534 


strain 2DT 16S ribosomal RNA, partial sequence 
Bacillales; 
Bacteria_16S 


Firmicutes; 
32224 
lactoaceticus 6A 
Bacteria; 
Sedis; 
32224 
owensensis OL 16S 
Bacteria; 


Sedis; Caldicellulosiruptor. 

32224 Bacteria_16S 1315145 1315184 16 55 gi| 228716557 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ba 
32224 Bacteria_16S 1316692 1316731 16 55 gi|228715851 
str. Twist 16S ribosomal RNA, partial sequence 1316224 13177 


Bacteria; Actinobacteria; 
Bacteria_16S 


32224 
schleiferi subsp. 


Staphylococcus schleiferi 
Bacteria_16S 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial seq 


32224 


Bacteria_16S 


1286370 1286409 16 


55 gi 


219857194 
219846423 
1266430 12679 
219846066 
rkholderia 


219846054 


219846053 


Firmicutes; 


Bacillaceae; Bacillus. 
1301404 1301443 16 55 gi 


Clostridia; Thermoanaerobacterales; 


1304514 1304553 16 55 
ribosomal RNA, partial sequence 
Clostridia; 


gi 


Thermoanaerobacterales; 


Actinobacteridae; Actinomycetal 
1318256 1318295 16 55 gi 
coagulans strain GA 211 16S ribosomal 


1319798 1319837 16 55 gi 


capitis subsp. urealyticus Bacteria; Firmicutes; Bacillal 


32224 
carnosus subsp. 
carnosus subsp. 
32224 
kristjanssonii 17 
kristjanssonii 17 
Family III. 
32224 


subsp. carnosus sS 


sakei subsp. carnosus Bacteria; 
Bacteria_16S 


32224 
15470 strain E7.2 
Bacteria; 
32224 
thermacidophilum 


Bacteria_16S 
carnosus strain 361 16S ribosomal RNA, 
carnosus Bacteria; 
Bacteria_16S 


Incertae Sedis; Caldicellulosiruptor. 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 


1321340 1321379 16 55 gi 
Firmicutes; Bacillales 
1324422 1324461 16 55 gi 
7R1B strain 16S ribosomal RNA, partial 


7R1B Bacteria; Firmicutes; Clostridia; 


s 
T 


1327495 1327534 16 55 gi 
train CCUG 34545 16S ribosomal RNA, part 
Firmicutes; Lactobacillal 
1328933 1328972 16 55 gi 
5 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Veillone 
1330486 1330525 16 55 gi 


sequence 


1296399 12978 


219846639 
16S ribosomal RNA, partial sequence 1300923 13024 
Firmicutes; 
Caldicellulosiruptor. 
Bacteria_16S 219846460 


1304017 13055 


228715349 
RNA, 
subsp. coagulans Bacteria; 
228715347 


228715346 


partial se 


219878140 


219846129 


219846090 


quence 


aceae; B 


obactera 


equence 
occus. 


Thermoa 


Thermoa 


es; Micr 


part 


es; Stap 


; Staphy 
equence 
hermoana 
ial sequ 


es; Lact 


13284 
llaceae; 


219846082 
subsp. porcinum strain P3-14 16S ribosomal RNA, 


Firmicutes; 


ref|NR_024822.1| Brevibacillus 
1254345 1255845 Brevibacillus 

revibacillus. 

ref|NR_026014.1| Massilia timonae 

23 Massilia timonae Bacteria; 

ceae; Massilia. 

ref|NR_025656.1| Burkholderia hospita 

83 Burkholderia hospita Bacteria; 

ceae; Burkholderia. 

ref|NR_025644.1| Jeotgalicoccus 
1284334 1285840 Jeotgalicoccus 

ref|NR_025643.1| Jeotgalicoccus 
1285891 1287396 Jeotgalicoccus 

ref|NR_027520.1| Staphylococcus equorum 


1293463 1294956 Staphylococcus equorum 
ref|NR_025122.1| Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_027552.1| Bacillus subtilis 
1314657 1316173 Bacillus subtilis 

cillus. 

ref|NR_027540.1| Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


ococcineae; Tropheryma. 

ref|NR_027521.1| Staphylococcus 

ial sequence 1317758 1319249 
Bacillales; Staphylococcus. 

ref|NR_027519.1| Staphylococcus capitis 

uence 1319300 1320791 Staphylococcus 

hylococcus. 

ref|NR_027518.1| Staphylococcus 

quence 1320842 1322334 Staphylococcus 

lococcus. 

ref|NR_025279.1| Caldicellulosiruptor 


1323941 13254 
erobacterales; 


48 Caldicellulosiruptor 
Thermoanaerobacterales 


ref|NR_025719.1| Lactobacillus sakei 
ence 1326995 1328388 Lactobacillus 
obacillaceae; Lactobacillus. 
ref|NR_025680.1| Dialister invisus DSM 
39 1329962 Dialister invisus DSM 15470 
Dialister. 
ref|NR_025672.1| Bifidobacterium 
complete sequence 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 
32224 


Bacteria_16S 


; Bifidobacteriaceae; Bifidobacterium. 
1338123 1338162 16 55 gi 


metallidurans strain CH34 16S ribosomal RNA, partial sequ 


metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; 
Cupriavidus. 

32224 Bacteria_16S 1356441 1356480 16 55 gi|228720131 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiale 
32224 Bacteria_16S 1359390 1359429 16 55 gi| 228720024 
thailandensis strain E264 16S ribosomal RNA, partial sequence 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia; pseudomallei group. 

32224 Bacteria_16S 1360900 1360963 1 63 gi| 228719712 


228721484 


ence 


ref|NR_027607.1 
1337638 133913 
Burkholderiales; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


ref|NR_027589.1| Clostridium 
1356004 1357489 Clostridium 

s; Clostridiaceae; Clostridium. 

ref|NR_027587.1| Burkholderia 
1358923 1360410 Burkholderia 

Burkholderiales; Burkholderiaceae; 


ref|NR_027584.1| Acidimicrobium 


ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 


Acidimicrobiaceae 


; Acidimicrobium. 


32224 Bacteria_16S 


1373030 1373069 16 


55 


strain MT1-641 16S ribosomal RNA, partial sequence 


32224 Bacteria_16S 
naphthalenivorans 
CdJ2 Bacteria; 


32224 Bacteria_16S 1386616 1386655 16 55 gi|228716754 
strain STM815 16S ribosomal RNA, partial sequence 1386182 

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 

32224 Bacteria_16S 1388131 1388170 16 55 gi| 228716720 
strain STM678 16S ribosomal RNA, partial sequence 1387667 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
32224 Bacteria_16S 1401558 1401597 16 55 gi|228715351 


cynodontis JCM 9733 16S ribosomal RNA, partial sequence 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; 
Leifsonia. 


Microbacteriaceae; 
32224 Bacteria_16S 
strain TH-23 16S 
Firmicutes; 
32224 Bacteria_16S 
strain GD521 16S 
Firmicutes; 
32224 Bacteria_16S 
milosensis strain 
Bacteria; Firmicutes; 
32224 Bacteria_16S 

ruhlandii strain 
Bacteria; 
32224 Bacteria_16S 
piechaudii strain 


32224 Bacteria_16S 


strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus 
Lactobacillaceae; 


Firmicutes; 


32224 Bacteria_16S 
subsp. 

subsp. sciuri Bacteria; 
32224 Bacteria_16S 


Bacillales; 


Bacillales; 


Lactobacillales; 


1376123 1376162 16 


1419596 1419635 16 


Bacillaceae; 
1433531 1433570 16 


Staphylococcus. 


1441274 1441313 16 


1456413 1456452 16 


1471488 1471527 16 


1477481 1477520 16 


1479052 1479091 16 


sciuri strain DSM 20345 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
1480624 1480663 16 


Bacillaceae; 


55 


CJ2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


55 


ribosomal RNA, partial sequence 
Bacillus. 


55 


ribosomal RNA, partial sequence 
Bacillales; 


55 


55 


55 


55 


55 


55 


gi|228717983 
1372563 


gi|228717818 


gi] 224581445 


1419106 1420613 Bacillus infe 


gi|224581433 


1433051 1434525 Staphylococcu 


gi|224581427 


gi] 224581416 


gi|224581405 


EY3860 16S ribosomal RNA, partial sequence 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; 


gi|219878440 


Lactobacillus. 


gi|219878381 


gi|219878371 


denitrificans strain K601 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


denitrificans K601 Bacteria; 


Alicycliphilus. 
32224 Bacteria_16S 
9187 strain TA 4r 
Bacteria; 
32224 Bacteria_16S 

saccharolyticum subsp. 


Halanaerobiales; 
32224 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
32224 Bacteria_16S 
ATCC 49176 strain 
ATCC 49176 Bacteria; 
32224 Bacteria_16S 
strain 34hsl1 16S 
Firmicutes; 


32224 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Bacillales; 


1495683 1495728 10 


1497213 1497256 12 


saccharolyticum strain DSM 6643 16S ribosomal 
1498218 Halanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 


1509180 1509219 16 


1510759 1510798 16 


GIFU 12707 16S ribosomal RNA, 
Firmicutes; 


1513628 1513667 16 


Bacillaceae; 
1533382 1533421 16 


Proteobacteria; 


Firmicutes; 


55 


complete sequence 


55 


Halanaerobium. 


55 


paracasei strain R094 16S ribosomal RNA, 
paracasei Bacteria; 


ribosomal RNA, partial sequence 
Bacillus. 


55 


gi| 219846691 


gi|219846665 


saccharolyticum Bacteria; 


gi| 219846290 


1513128 15146 


gi] 219857425 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 


cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


Burkholderia; 


32224 Bacteria_16S 


strain B8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 


32224 Bacteria_16S 


strain B6 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 


32224 Bacteria_16S 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 15511 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 
32224 


Bacteria_16S 


1548641 1548680 16 


1550107 1550146 16 


1551575 1551614 16 


1577024 1577063 16 


55 


55 


55 


55 


gi] 219857245 


1548180 15495 


gi|219857244 


1549646 15510 


gi|219857243 


gi|219846510 


1374050 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


1387616 Burkholderia 
Burkholderiaceae; 


1389146 Burkholderia 
Burkholderia. 


Actinomycetales; 


Alcaligenaceae; 


Burkholderiales; 


14952 


Burkholderiales; 


ref|NR_027569.1 


ref|NR_027567.1 
ref|NR_027555.1 
ref 


NR_027554.1 


ref|NR_027523.1 


ref|NR_027227.1 


ref|NR_027215.1 
ref|NR_027209.1 
ref|NR_027197.1 
ref|NR_027186.1 
ref 


NR_025579.1 


ref|NR_025520.1 


ref|NR_025510.1 


ref|NR_026283.1 


ref|NR_026257.1 


RNA, 


ref|NR_025880.1 


partial 
Lactobacillales; Lactobacillaceae; 
55 gi| 219846273 |ref|NR_025863.1 
complete sequence 
Lactobacillales; Aerococcaceae; Abiotrophia. 
55 gi|219878119|ref|NR_025258.1 


43 Bacillus odys 


ref |NR_025013.1 


ref|NR_024875.1 
95 Aquabacterium 


ref |NR_024874.1 
61 Aquabacterium 


ref|NR_024871.1 


ref|NR_026102.1 


complete sequence 
Firmicutes; 


Burkholderia unamae 
unamae MTI-641 Bacteria; 


Burkholderia. 


Polaromonas 


1375665 1377116 Polaromonas naphthalenivorans 
Comamonadaceae; 


Polaromonas. 
Burkholderia phymatum 
phymatum STM815 
Burkholderia. 
Burkholderia tuberum 
tuberum STM678 Bacteria; 


Leifsonia xyli subsp. 


1401111 1402554 Leifsonia xyli subsp. 
Micrococcineae; 


Bacillus infernus 
rnus Bacteria; 


Staphylococcus felis 
s felis Bacteria; 


Filobacillus 


SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Filobacillus. 


Achromobacter 


EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 


Proteobacteria; Betaproteobacteria; Burkholderiales; Achromobacter. 


Achromobacter 


1471041 1472361 Achromobacter 
Alcaligenaceae; 


Achromobacter. 
Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 


complete sequence 1478573 1480100 Staphylococcus sciuri 
Staphylococcus. 


Alicycliphilus 


1480151 1481652 Alicycliphilus 
Burkholderiales; 


Comamonadaceae; 


Tolumonas auensis DSM 


67 1496682 Tolumonas auensis DSM 9187 


Aeromonadaceae; Tolumonas. 


Halanaerobium 
1496733 
Clostridia; 


Lactobacillus 


sequence 1508684 1510205 Lactobacillus 


Lactobacillus. 
Abiotrophia defectiva 


1510256 1511666 Abiotrophia defectiva 


Bacillus odysseyi 
seyi Bacteria; 


Burkholderia 


1532915 1534322 Burkholderia 
Burkholderiaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 


12 1552529 Aquabacterium citratiphilum 
Aquabacterium. 


Clostridium 


papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 


2782 Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


Clostridium. 


32224 
strain LMG 22166 
Firmicutes; Bacil 
32224 
strain LMG 22165 
Firmicutes; Bacil 


Bacteria_16S 


Bacteria_16S 


1583098 1583137 16 55 gi 
Viridibacillus. 
55 gi 


lales; Planococcaceae; 


1584654 1584693 16 
Viridibacillus. 


lales; Planococcaceae; 


219878489 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


ref|NR_025628.1| Viridibacillus arenosi 
24 Viridibacillus arenosi Bacteria; 
ref|NR_025627.1| Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


32224 Bacteria_16S 1586209 1586248 16 55 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 1587770 1587809 16 55 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

32224 Bacteria_16S 1622843 1622882 16 55 gi|219878461|ref|NR_025600.1| Sutterella 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 1622384 1623838 Sutterella 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella. 
32224 Bacteria_16S 1630365 1630404 16 55 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 1631906 1631945 16 55 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 

32224 Bacteria_16S 1635027 1635066 16 55 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

32224 Bacteria_16S 1636489 1636528 16 55 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 1637980 1638019 16 55 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 1651665 1651704 16 55 gi|219878441|ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 1660906 1660945 16 55 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

32224 Bacteria_16S 1685223 1685262 16 55 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 1689772 1689811 16 55 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

32224 Bacteria_16S 1697527 1697566 16 55 gi|219878409|ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

32224 Bacteria_16S 1725040 1725079 16 55 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

32224 Bacteria_16S 1752381 1752420 16 55 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


strain LMG 18422 

Firmicutes; Bacil 
32224 
decolorationis st 
decolorationis Ba 
32224 
antarcticus strai 
antarcticus Bacte 
32224 
flaccumfaciens pv 


Curtobacterium flaccumfaciens pv. 


Actinomycetales; 
32224 
strain P 297/02 1 
Actinobacteria; A 
32224 
herbarum strain P 
herbarum Bacteria 
Curtobacterium. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


lales; Bacillaceae; Bacillus. 


1802268 1802307 16 55 gi 


rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1808460 1808499 16 55 gi 


n CMS 26o0r 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Planococc 
1811488 1811527 16 55 gi 
- flaccumfaciens strain LMG 3645 16S r 


Cur 
gi. 


Micrococcineae; Microbacteriaceae; 
1819165 1819204 16 55 


ctinobacteridae; Actinomycetales; Micr 
1820698 1820737 16 55 gi 
420/07 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


’ 


32224 


Bacteria_16S 


16S ribosomal RNA, partial sequence 1751903 17534 


6S ribosomal RNA, partial sequence 1818718 18201 


1822222 1822261 16 55 gi 


04 Bacillus luciferensis Bacteria; 


219878334|ref|NR_025473.1| Bacillus 

ial sequence 1801788 1803290 Bacillus 

aceae; Bacillus. 

219878330|ref|NR_025469.1] Planococcus 

sequence 1807983 1809461 Planococcus 

aceae; Planococcus. 

219878328 |ref|NR_025467.1| Curtobacterium 

ibosomal RNA, partial sequence 1811040 1812516 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 

tobacterium. 

219878323|ref|NR_025462.1| Plantibacter flavus 

91 Plantibacter flavus Bacteria; 

ococcineae; Microbacteriaceae; Plantibacter. 

219878322|ref|NR_025461.1| Curtobacterium 

uence 1820242 1821724 Curtobacterium 

tinomycetales; Micrococcineae; Microbacteriaceae; 

219878321|ref|NR_025460.1| Agreia pratensis 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 


32224 
scardovii strain 


scardovii Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacterium. 
32224 


32224 


32224 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 
molinativorax strain ON4 16S ribosomal RNA, partial seq 
molinativorax Bacteria; Actinobacteria; Actinobacterida 
Microbacteriaceae; 
Bacteria_16S 
paraplantarum strain DSM 10667 16S ribosomal RNA, parti 
paraplantarum Bacteria; 
Bacteria_16S 

strain DSM 497 16S ribosomal RNA, partial sequence 
Bacillales; 


1832905 1832944 16 55 gi 
CCUG 13008 16S ribosomal RNA, partial 
B 
1834354 1834393 16 


55 gi 


Gulosibacter. 


1840569 1840608 16 55 gi 
Firmicutes; Lactobacillales; 
1842108 1842147 16 55 


La 
gi 


Bacillaceae; Bacillus. 


219878313 
sequence 
if 


219878312 
uence 
e; 


219878308 
al 
ct 


idobacteriales; 


Actinomycetales; 


sequence 1840072 184157 
obacillaceae; 
219878307 
1841624 18431 


NR_025452.1| Bifidobacterium 
1832458 1833837 Bifidobacterium 
Bifidobacteriaceae; 


NR_025451.1| Gulosibacter 
1833888 1835317 Gulosibacter 
Micrococcineae; 


Lactobacillus 
3 Lactobacillus 
Lactobacillus. 

ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref|NR_025447.1 


32224 Bacteria_16S 1843673 1843712 16 55 gi| 219878306 |ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

32224 Bacteria_16S 1854194 1854233 16 55 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 


32224 Bacteria_16S 1857146 1857185 16 55 gi| 219878296 |ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

32224 Bacteria_16S 1878523 1878562 16 55 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
32224 Bacteria_16S 1890991 1891030 16 55 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 


strain DSM 11713 
Firmicutes; 
32224 


32224 
strain DSM 11334 
Proteobacteria; 

32224 
strain LMG 1945, 
Proteobacteria; 

32224 


Firmicutes; 
32224 


sanguinicola Bacteria; 
Bacteria_ 


32224 
strain DSM 12654 
Firmicutes; 
32224 
strain DSM 20285 
Firmicutes; 
32224 


Bacteria_ 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial 
Lactobacillales; Aeroc 


Lactobacillales; 
Bacteria_ 


Bacillaceae; Bacillus. 
1892512 1892551 16 55 gi 
Bacil 

gi 


Firmicutes; Bacillales; 
1897194 1897233 16 55 


1898736 1898775 16 55 gi 


Betaproteobacteria; Burkholderiales; Alca 
Bacteria_16S 
CIP 106764 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


1903109 1903148 16 55 gi 


Facklamia. 


16S 1908788 1908827 16 55 gi 


Firmicutes; 


16S 1911804 1911843 16 55 gi 


Ureibacillus. 
55 gi 


Planococcaceae; 


16S 1918001 1918040 16 


Lactobacillaceae; 


16S 1936260 1936299 16 55 


gi 


R8846 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1890504 18919 
Bacillales; 
Bacteria_16S 

psychrotolerans strain DSM 11706 16S ribosomal RNA, parti 
psychrotolerans Bacteria; 
Bacteria_16S 
16S ribosomal RNA, partial sequence 1896710 18982 
Betaproteobacteria; Burkholderiales; Al 
Bacteria_16S 


1902626 19040 


219878257 cd 
sequence 1908318 190981 
occaceae; 
219878255 
16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus 
Bacillales; 
Bacteria_ 219878249 
16S ribosomal RNA, partial sequence 1917484 19190 
Pediococcus. 

219878237 


nitrativorans strain 23310 16S ribosomal RNA, partial sequence 


nitrativorans Bacteria; 
Bacteria_ 


32224 
strain LMG 18435 
Firmicutes; 


Proteobacteria; 


16S 1940778 1940817 16 55 gi 


Bacillaceae; Bacillus. 


Betaproteobacteria; 


32224 Bacteria_16S 1945487 1945526 16 55 gi| 219878231 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 19464 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 1946984 1947023 16 55 gi| 219878230 


strain Se-1111R 1 


Proteobacteria; 
32224 


Microbacterium. 
32224 


Firmicutes; 
32224 


Bacteria_ 
strain m2661/98/1 
Lactobacillales; 
Bacteria_ 


16S 1948521 1948560 16 55 gi 


16S 1960653 1960692 16 55 gi 
16S ribosomal RNA, partial sequence 


Enterococcaceae; 


Vagococcus. 


16S 1965234 1965273 16 55 gi 


6S ribosomal RNA, partial sequence 1946525 19480 
Betaproteobacteria; Burkholderiales; Alca 
Bacteria_ 
foliorum strain P 
foliorum Bacteria; 


219878221 


19601 


219878218 


subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


Alcaligenes. 


Burkholderiales; 
219878234 
16S ribosomal RNA, partial sequence 1940300 19418 
Bacillales; 


ligenaceae; 
219878229 
333/02 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


89 Bacillus psychrodurans Bacteria; 


219878269|ref|NR_025408.1| Bacillus 

al sequence 1892040 1893527 Bacillus 
laceae; Bacillus. 
219878265|ref|NR_025404.1] Bordetella trematum 


30 Bordetella trematum Bacteria; 


caligenaceae; Bordetella. 
219878264|ref|NR_025403.1| Brackiella oedipodis 
1898281 1899753 Brackiella oedipodis Bacteria; 
ligenaceae; Brackiella. 
219878261|ref|NR_025400.1| Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


NR_025396.1] Aerococcus 


6 Aerococcus 


ref 


Aerococcus. 
NR_025394.1| Ureibacillus terrenus 


terrenus Bacteria; 


ref 


ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


ref|NR_025376.1] Comamonas 

1935800 1937297 Comamonas 
Comamonadaceae; Comamonas. 
ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


ref|NR_025369.1| Bordetella petrii 

20 Bordetella petrii Bacteria; 
Bordetella. 

ref|NR_025368.1| Microbacterium 


1948071 1949550 Microbacterium 
Micrococcineae; Microbacteriaceae; 


ref|NR_025360.1| Vagococcus fessus 
67 1961603 Vagococcus fessus Bacteria; 


ref|NR_025357.1| Alcaligenes faecalis 
1964797 1966210 Alcaligenes faecalis 


32224 Bacteria_16S 1 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 
32224 Bacteria_16S 


strain 581 
Firmicutes; Bacillales; 
32224 Bacteria_16S 


haemolyticum DSM 


1974129 1974168 16 
16S ribosomal RNA, partial sequence 


1980359 1980398 16 
haemolyticum strain CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 


971034 1971073 16 55 
55 


Planococcaceae; 
55 


Marinibacillus. 


Actinomycetaceae; 


Arcanobacterium. 


32224 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


32224 


paucivorans strai 
paucivorans Bacte 


32224 


defragrans strain 
Bacteria; 


32224 


strain SW-72 16S 
Firmicutes; 


32224 


strain P-1 16S ri 
Firmicutes; 


32224 


strain TF-9 16S r 
Firmicutes; 


32224 


strain TF-12 16S 
Firmicutes; 


32224 


strain TF-11 16S 
Firmicutes; 


32224 


pleistocenium str 
pleistocenium Bac 


32224 


henchirensis stra 
henchirensis Bact 


32224 


viridans strain M 
Bacteria; 


32224 


pantheris strain LMG 21017 16S ribosomal RNA, complete 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 


32224 


hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ria; 


Bacillales; 


bosomal 
Clostridia; 


ibosoma 
Bacillales; 


ribosomal RNA, 
Bacillales; 


ribosomal RNA, 
Bacillales; 


ain FTR 
teria; 


eria; 


Firmicutes; 


1986685 1986724 15 


n Cb fel8 16S ribosomal RNA, 
ria; 
Cystobacter. 


Proteobacteria; 
2039845 2039884 16 
Firmicutes; 
2073691 2073730 16 
2095077 2095116 16 


Bacillaceae; 
2108731 2108770 16 


Clostridiales; 
2114820 2114859 16 


Planococcaceae; 
2123923 2123962 16 


Bacillaceae; 
2125479 2125518 16 


Bacillaceae; 
2169309 2169348 16 


Firmicutes; 
2178396 2178435 16 


Proteobacteria; 
2185983 2186022 16 


Lactobacillales; 
2196596 2196635 16 


2229869 2229908 16 


2261986 2262025 16 


54 


55 


n 2992-95 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


55 


54Pin 16S ribosomal RNA, partial sequence 20732 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


55 


ribosomal RNA, partial sequence 
Bacillus. 


55 


RNA, partial sequence 
Clostridiaceae; 


55 


1 RNA, partial sequence 
Planococcus. 


55 


partial sequence 
Bacillus. 


55 


partial sequence 
Bacillus. 


55 


1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


55 


in TMB834 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


55 


PL-11 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


55 


55 


55 


complete 
Deltaproteobacter 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 
hydrogeniphilum Bacteria; 


Thermodesulfobacterium. 
32224 Bacteria_16S 
strain ICPB 3636 
Proteobacteria; 
32224 Bacteria_16S 
strain DSM 11853 
Proteobacteria; 
32224 Bacteria_16S 
Bacteria; 
32224 Bacteria_16S 
Firmicutes; Bacillales; 
32224 Bacteria_16S 
strain KF46F 16S 
Proteobacteria; 
32224 Bacteria_16S 
strain K24 16S ribosomal 


2265105 2265144 16 
16S ribosomal RNA, partial sequence 2264632 22660 
Betaproteobacteria; Neisseriales; Neisseriaceae; 

2274290 2274329 16 
16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Burkholderia 
2275824 2275863 16 
campinensis strain WS2 16S ribosomal RNA, partial sequence 


2304445 2304484 16 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 
2307544 2307583 16 


Thermodesulfobacteria; 


55 


55 


55 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
2285007 2285046 16 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 


55 


Bacillus. 
55 


Bacillaceae; 


55 
RNA, partial sequence 


gi| 219878214 


gi|219878212 
1973642 19751 
gi|219878208 


219878204 
sequence 


gi 


gi|219878168 


gi|219878141 


Burkholderiales; 


bacteridae; 


ia; Myxococcales; 


ref|NR_025353.1 


ref|NR_025351.1 


ref |NR_025347.1 


NR_025343.1 


NR_025307.1 


Dolosicoccus. 
ref |NR_025280.1 


Herbaspirillum 


1970584 1972049 Herbaspirillum 
Oxalobacteraceae; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Arcanobacterium 


al sequence 1979903 1981385 Arcanobacterium 
Actinomycetales; Actinomycineae; 


Cystobacter 


1986193 1987709 Cystobacter 
Cystobacterineae; 


Dolosicoccus 


2039358 2040867 Dolosicoccus 


Castellaniella 


26 2074709 Castellaniella defragrans 


Alcaligenaceae; Castellaniella. 
gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
2094597 2096103 Bacillus hwajinpoensis Bacteria; 
gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
2108290 2109771 Clostridium aldrichii Bacteria; 

Clostridium. 
gi|219857658|ref|NR_025247.1| Planococcus maritimus 


2114343 21158 


gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


gi|219857622 
Carnobacteri 
gi|219857614 


Burkho 
219857608 
21855 
Carnoba 
219857601 
sequence 


gi 


gi 


gi|219857579 
Neiss 
gi| 219857558 
Thermodesulfobac 


gi|219857556 


gi|219857550 


219857549 
22753 
Bu 
219857542 
22845 


gi 


gi 


gi| 219857526 
2303983 23054 


ref|NR_025241.1 


ref|NR_025240.1 


ref |NR_025211.1 

2168820 217030 
aceae; 
ref |NR_025203.1 

2177978 217937 
lderiales; 
ref|NR_025197.1 


cterium. 
ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 
ref|NR_025167.1 

2229404 223086 
eriales; Neisser 
ref|NR_025146.1 

2261503 226299 
teriales; Thermo 
ref|NR_025144.1 
Simonsiella. 
ref|NR_025138.1 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025130.1 
30 2285939 Bacill 


ref|NR_025114.1 


ae; Xenophilus. 


gi| 219857524 


Comamonadaceae; 


49 Planococcus maritimus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Carnobacterium 
5 Carnobacterium 


Carnobacterium. 


Ramlibacter 

0 Ramlibacter 
Ramlibacter. 
Carnobacterium 


17 2186981 Carnobacterium viridans 


Lactobacillus 
0 Lactobacillus 


Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Cupriavidus 

vidus campinensis 
Cupriavidus. 

Bacillus sonorensis 
us sonorensis Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


ref|NR_025112.1 


Pigmentiphaga kullae 


2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 


32224 


alkaliphilus stra 
Bacteria; 


32224 


strain KCTC 12005 
Proteobacteria; 


32224 


brasilensis strai 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


brasilensis Bacteria; 


32224 


stercorarium subsp. 


Clostridiaceae; 


32224 


Bacteria_16S 


2313585 2313624 16 
Bacillales; 
2315089 2315128 16 
2316629 2316668 16 


Firmicutes; 
2325735 2325774 16 


Clostridium stercorarium subsp. 


Bacteria_16S 


Clostridium. 


2328659 2328698 16 


55 gi 


in T8 16S ribosomal RNA, partial sequence 
Salinicoccus. 


55 gi 


16S ribosomal RNA, partial sequence 


n PBl 72 16S ribosomal RNA, partial sequence 
Bacillales; 


23146 
Comamonas. 
55 gi|219857518|ref|NR_025106.1 
2316148 231753 
Paenibacillaceae; Paenibacillus. 
55 gi|219857512|ref|NR_025100.1 
ribosomal RNA, partial sequence 


leptospartum strain ATCC 35414 16S 


219857520 


219857519 


23131 


ref|NR_025108.1 


ref|NR_025107.1 


Salinicoccus 


25 2314583 Salinicoccus alkaliphilus 


Comamonas koreensis 


34 2316097 Comamonas koreensis Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Paenibacillus 
1 Paenibacillus 


Clostridium 
2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


55 gi 


219857510 


ref|NR_025098.1 


Microbacterium 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 


gubbeenense Bacte 
Microbacteriaceae 
32224 
strain IPT10 16S 


Proteobacteria; B 


sequence 2328328 23296 


Bacteria_16S 


ria; Actinobacteria; Actinobacteridae; 
; Microbacterium. 

2330180 2330219 16 55 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


rk 


219857509 


2329695 23312 
holderiaceae; 


Actinomycetales; 


32224 


denitrificans str 
denitrificans Bac 


32224 


strain K265 16S r 


32224 


strain K300 16S r 


32224 


strain YKJ-10 16S 
Firmicutes; 


32224 


strain LMG 16225 
Proteobacteria; 


32224 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacil 


Bacteria_16S 


Bacteria_16S 


2352772 2352811 16 


55 gi 


219857492 


ain 123 16S ribosomal RNA, partial sequence 


caledonica strain 
caledonica Bacter 


32224 


aquimarina strain 
Bacteria; 


32224 


strain ATCC 17747 
Firmicutes; 


32224 


strain MT-1077 16 
Firmicutes; 


32224 


teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
2360450 2360489 16 55 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
ibosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
2361968 2362007 16 55 gi|219857486|ref|NR_025074.1| Subtercola boreus 
ibosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
2381674 2381713 16 55 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
lales; Bacillaceae; Bacillus. 
2384713 2384752 16 55 gi|219857470|ref|NR_025058.1| Burkholderia fungorum 
16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia fungorum Bacteria; 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
2386237 2386276 16 55 gi|219857469|ref|NR_025057.1| Burkholderia 
LMG 19076 16S ribosomal RNA, partial sequence 2385781 2387256 Burkholderia 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
2398347 2398386 16 55 gi|219857461|ref|NR_025049.1| Sporosarcina 
SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacillales; Planococcaceae; Sporosarcina. 
2402903 2402942 16 55 gi|219857458|ref|NR_025046.1| Veillonella criceti 
16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Clostridiales; Veillonellaceae; Veillonella. 
2404459 2404498 16 55 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
2410609 2410648 16 55 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 


strain SPS-1037 1 
Proteobacteria; 


32224 


strain DSM 1105 1 
Proteobacteria; 


32224 


koreense strain J 
Bacteria; 


32224 


alkaliphilum stra 
Bacteria; 


32224 


strain LMG 3413 1 
Proteobacteria; 


32224 


palleronii strain 
palleronii Bacter 


32224 


strain CCUG 2113 
Proteobacteria; 


32224 


Bacteria_16S 
Firmicutes; 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


2436437 2436476 16 


2444068 2444107 16 


Bacillales; 
2527142 2527177 16 


Clostridia; 


2531731 2531770 16 


2543198 2543237 16 


2544755 2544794 16 


2546311 2546350 16 


55 gi 


55 gi 


G07 16S ribosomal RNA, partial sequence 
Planococcaceae; 


51 gi 


in S1 16S ribosomal RNA, partial sequence 
Clostridiales; 


55 gi 


55 gi 


CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria; 


55 gi 


55 gi 


strain ATCC 19624 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 


6S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Tepidimonas. 


219857430 


6S ribosomal RNA, partial sequence 2436004 24374 
Betaproteobacteria; Burkholderiales; Burkholderia 


219857423 
24435 


Planomicrobium. 


219857359 
25266 


Peptococcaceae; 


219857356 


6S ribosomal RNA, partial sequence 2531266 25327 
Betaproteobacteria; Burkholderiales; Burkholderia 


219857348 
sequence 
Burkhold 

219857347 


16S ribosomal RNA, partial sequence 2544276 25457 
Betaproteobacteria; Burkholderiales; Comamonadace 


219857346 


ref|NR_025097.1 
17 Burkholderia 


ref|NR_025080.1 
2352316 235375 


ref|NR_025018.1 
ceae; Cupriavidu 
ref|NR_025011.1 
92 2445097 Planom 


ref |NR_024947.1 
73 2528174 Desulf 
ref |NR_024944.1 
ceae; Cupriavidu 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


Acidovorax. 
NR_024934.1 


ae; 
ref 


Desulfotomaculum. 


4 
Micrococ 


4 Microbacterium 
cineae; 


Burkholderia sacchari 


sacchari Bacteria; 
Burkholderia. 


Comamonas 
7 Comamonas 


48 Tepidimonas ignava Bacteria; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Planomicrobium 
icrobium koreense 


Desulfotomaculum 
otomaculum alkaliphilum 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 

Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 


2545837 2547323 Hylemonella gracilis Bacteria; 


32224 
subsp. 


Bacteria_16S 
spizizenii 


32224 Bacteria_16S 


2550870 2550909 16 


2558585 2558620 20 


55 


strain NRRL B-23049 16S ribosomal RNA, 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; 


55 


strain SR12 16S ribosomal RNA, partial sequence 


Firmicutes; 
32224 Bacteria_16S 
strain ATCC 43186 
Firmicutes; 
32224 Bacteria_16S 
strain ATCC 43198 
Firmicutes; 
32224 Bacteria_16S 
strain ATCC 51266 
Firmicutes; 


32224 Bacteria_16S 


selangorensis strain LMG 17710 16S ribosomal RNA, partial 
selangorensis Bacteria; 


32224 Bacteria_16S 
mcmeekinii strain 
Bacteria; 
32224 


Firmicutes; 
Bacteria_16S 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial 
alkanoclasticum Bacteria; 


32224 Bacteria_16S 
intermedia strain 
Bacteria; 


32224 Bacteria_16S 


Clostridia; 


Lactobacillales; 


Lactobacillales; 


Lactobacillales; 


Clostridiales; 
2589288 2589327 16 


2590867 2590906 16 


2592441 2592480 16 


2617121 2617160 16 


Firmicutes; 
2621673 2621712 16 


Bacillales; 
2633839 2633878 16 


Firmicutes; 
2644645 2644684 16 


2673121 2673160 16 


Eubacteriaceae; 


55 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


55 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


55 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


55 


Lactobacillales; 


55 


55 


Bacillales; 


55 


S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


55 


manihotivorans strain OND 32 16S ribosomal RNA, 


manihotivorans Bacteria; 


32224 Bacteria_16S 


straminisolvens strain CSK1 16S ribosomal RNA, partial 
straminisolvens Bacteria; 


32224 Bacteria_16S 


Firmicutes; 
2682268 2682307 16 


Firmicutes; 
2694074 2694113 16 


Lactobacillales; 


55 


Clostridia; 


55 


strain IST7 16S ribosomal RNA, partial sequence 


Spirochaetes; 


32224 Bacteria_16S 


voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; 


32224 Bacteria_16S 


MA001 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 


32224 Bacteria_16S 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 
oxidotolerans Bacteria; 


32224 Bacteria_16S 


Spirochaetales; 


2696976 2697015 16 


Firmicutes; 
2698530 2698569 16 


Bacillus. 
2706168 2706207 16 


Firmicutes; 
2712070 2712109 16 


Spirochaetaceae; Borrelia. 


55 


Bacillales; 


55 


55 


Bacillales; 


55 


strain 15-1 16S ribosomal RNA, partial sequence 


Firmicutes; 


32224 Bacteria_16S 


chlorophenolicum strain CPW301 16S ribosomal RNA, partial 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 

32224 Bacteria_16S 
strain AM31D 16S 
Firmicutes; 


32224 Bacteria_16S 


Bacillales; 


Bacillales; 


Bacillaceae; 
2718111 2718150 16 


2725746 2725785 16 


Bacillaceae; 
2743716 2743755 16 


Bacillus. 


55 


55 


ribosomal RNA, partial sequence 
Bacillus. 


55 


strain T7 16S ribosomal RNA, partial sequence 


Proteobacteria; 


32224 Bacteria_16S 


nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
nitroreducens Bacteria; 


Diaphorobacter. 
32224 Bacteria_16S 


strain GTC 854 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 


32224 Bacteria_16S 


2749418 2749457 16 
Proteobacteria; 
2769001 2769040 16 


Bacillaceae; 
2784126 2784165 16 


55 


Betaproteobacteria; 


55 


Bacillus. 


55 


219857343 
partial 


gi 


gi| 219857338 


2558106 25596 
Eubacterium. 


gi| 219857275 


Enterococcus. 


gi| 219857274 


Enterococcus. 


gi| 219857273 


Enterococcus 


gi| 219857254 


gi|]219857251 
Planomicrobium. 
gi| 219857236 
sequence 
Planococcaceae; 
gi|219857228 


gi| 219857207 
complete 


219857201 
sequence 
Clostridiales; 

gi|219857192 


gi 


Bacillaceae; 


2644182 2645662 Hydro 
Comamonadaceae; 


sequence 
Lactobacillaceae; 


ref|NR_024931.1| Bacillus subtilis 
sequence 2550394 2551802 Bacillus 
Bacillus. 

ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 
Enterococcus mundtii 


ref|NR_024906.1 


2588800 2590328 Enterococcus mundtii Bacteria; 


ref|NR_024905.1] Enterococcus cecorum 


2590379 2591887 Enterococcus cecorum Bacteria; 


ref|NR_024904.1| Enterococcus dispar 
2591938 2593451 Enterococcus dispar Bacteria; 
ref|NR_024885.1|] Paralactobacillus 


sequence 2616635 2618129 Paralactobacillus 
Lactobacillaceae; 


Paralactobacillus. 


ref|NR_024881.1| Planomicrobium 


S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Planococcaceae; 


Planomicrobium 
1 Planomicrobium 


ref|NR_024864.1 
2633347 263479 
Planomicrobium. 
ref|NR_024856.1| Hydrogenophaga 
genophaga intermedia 
Hydrogenophaga. 
ref |NR_024835.1| Lactobacillus 
2672606 2674164 Lactobacillus 
Lactobacillus. 
ref|NR_024829.1| Clostridium 
2681812 2683258 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_024820.1| Borrelia turcica 


2693690 2694959 Borrelia turcica Bacteria; 


gi|219857190 


Bacillaceae; 
gi| 219857189 


2698052 2699555 Bacillus 


gi|219857184 


Bacillales Family 


219857180 
129 


gi 
2711598 27 
gi| 219857176 


gi|219857170 
2725265 27267 


gi|219857158 
2743252 27447 


Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi] 219857154 


gi|219857138 
2768556 27700 


gi| 219857127 


Anoxybacillus. 


Burkholderiales; 


ref|NR_024818.1 
2696496 269800 


Anoxybacillus 
1 Anoxybacillus 
ref|NR_024817.1| Bacillus asahii strain 
asahii Bacteria; Firmicutes; 


ref|NR_024812.1| Exiguobacterium 
2705678 2707191 Exiguobacterium 

XII. Incertae Sedis; Exiguobacterium. 

ref|NR_024808.1| Bacillus vietnamensis 

85 Bacillus vietnamensis Bacteria; 

ref 


NR_024804.1| Herbaspirillum 


sequence 2717632 2719105 Herbaspirillum 
Burkholderiales; 


Oxalobacteraceae; 


ref|NR_024798.1| Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 


ref|NR_024786.1| Delftia tsuruhatensis 
07 Delftia tsuruhatensis Bacteria; 
Delftia. 
ref|NR_024782.1| Diaphorobacter 
2748935 2750455 Diaphorobacter 
Comamonadaceae; 


ref|NR_024766.1| Bacillus okuhidensis 
07 Bacillus okuhidensis Bacteria; 
Okibacterium 


ref|NR_024755.1 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 


fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


Microbacteriaceae; 
32224 


Bacteria_16S 


2817282 2817321 16 


55 


gi] 219856912 


cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 


Coprobacillus. 


Actinomycetales; 


Micrococcineae; 


ref |NR_024733.1| Coprobacillus 
2816799 2818283 Coprobacillus 


32224 


Bacteria; 
32224 
fermentans strain 
Bacteria; 
32224 
Spirochaetales; S 
32224 
strain IAM 12409 


Proteobacteria; B 


Bacteria_16S 
kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
Bacteria_16S 


2835471 2835510 16 55 gi 


2841542 2841585 12 55 gi 


Clostridia; Halanaerobiales; 


2844587 2844626 16 55 gi 


2847674 2847713 16 55 gi 


etaproteobacteria; Burkholderiales; Co: 


R-9 16S ribosomal RNA, partial sequence 
Firmicutes; 
Bacteria_16S 

CMN3 16S ribosomal RNA, partial sequence 


219856900 


219856896 


219856894 


2844116 2845615 Borrelia 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 
Bacteria_16S 


219856892 


16S ribosomal RNA, partial sequence 2847193 28487 


28410 
Halanaerobiaceae; 


32224 


saccharophila str 
saccharophila Bac 


32224 


lanceolatus strai 
lanceolatus Bacte 


32224 


huttiense strain ATCC 14670 16S ribosomal RNA, partial 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Herbaspirillum. 


32224 


weihenstephanensis strain DSM11821 16S ribosomal RNA, partial seq 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; 


32224 


strain DSM11031 1 
Firmicutes; 


32224 


strain IFO15566 1 
Firmicutes; 


32224 


strain IFO15718 1 
Firmicutes; 


32224 


IFO15715 16S ribo 
Bacillales; 


32224 


strain JCM9731 16 
Firmicutes; 


32224 


strain JCM9070 16 
Firmicutes; 


32224 


strain CM-10 16S 


32224 


strain CM-01 16S 


32224 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


Bacillaceae; 


2849235 2849274 16 


ain DSM 654 16S ribosomal RNA, partial 
teria; 


Proteobacteria; 
2861650 2861689 16 


ea 
2 
n ATCC 14669 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 

2 


2867822 2867861 16 


2869390 2869429 16 


2870970 2871009 16 


6S ribosomal RNA, partial sequence 
Bacillales; 


Bacillaceae; Bac 
2872547 2872586 16 


6S ribosomal RNA, partial sequence 
Bacillales; 


S ribosomal RNA, partial sequence 
Bacillales; 


Bacillaceae; Bac 
2881977 2882016 16 


S ribosomal RNA, partial sequence 
Bacillales; 


Bacillaceae; Bac 
2894001 2894040 16 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


2895496 2895535 16 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


2896990 2897029 16 


Microbacteriaceae; Mycetocola. 


32224 


strain IFO 15616 16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


32224 


vitulinus strain 
vitulinus Bacteria; 


32224 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 
pasteuri Bacteria; 


32224 


lugdunensis strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


lugdunensis Bacteria; 


32224 


strain ATCC 43959 
Bacteria; 


32224 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Firmicutes; 


2903065 2903104 16 


2907693 2907732 16 


ATCC 51145 16S ribosomal RNA, partial 
Firmicutes; 


2909239 2909278 16 


Bacillale 
2910783 2910822 16 


n ATCC 43809 16S ribosomal RNA, partial 


Firmicutes; Bacill 
2912325 2912364 16 


16S ribosomal RNA, partial sequence 


Bacillales; Staphy 
2913869 2913908 16 


Bacillales; 


219856891 
sequence 
ia; Burkh 
19856883 
sequence 
Burkhol 
19856879 
sequence 

Burkholde 


55 gi 
Betaproteobacte 
55 gi 


55 gi 


55 gi| 219856878 


55 gi| 219856877 

2870477 28720 

illus. 
55 gi| 219856876 


2872057 28735 


Bacillaceae; Bacillus. 
2875712 2875751 16 55 gi|219856874|ref|NR_024693.1 
6S ribosomal RNA, partial sequence 2875223 28767 
Bacillaceae; Bacillus. 
2878858 2878897 16 55 gi| 219856872 |ref|NR_024691.1 
somal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacte 
Bacillus. 
2880424 2880463 16 55 gi|219856871|ref|NR_024690.1 


2879945 28814 
illus. 
55 gi| 219856870 
2881499 28830 
illus. 
55 gi|219856860 
2893553 28949 
55 gi| 219856859 
2895048 28964 
55 219856858 


sequence 


gi 


55 gi| 219856854 


55 219856851 
sequence 
Staphylococcus 


55 gi| 219856850 


gi 


s; Staphylococcus. 
55 gi| 219856849 

sequence 

Staphylococcus. 

55 gi|219856848 


29118 


ales; 


lococcus. 
55 


219856847 


Actinomycetales; 


ref|NR_024721.1 


ref|NR_024715.1 


ref|NR_024713.1 


ref|NR_024711.1 
Delftia. 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref |NR_024698.1 

2867356 286884 
riales; Oxalobac 


ref |NR_024697.1 
uence 286889 
Bacillus; Bacil 
ref |NR_024696.1 


ref |NR_024695.1 


ref|NR_024689.1 


ref |NR_024679.1 


; Microbacteriac 
ref |NR_024678.1 


; Microbacteriac 
ref |NR_024677.1 

2896542 289798 
Micr 
ref |NR_024673.1 
; Microbacteriac 
ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 


gi 


delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 


delphini Bacteria; Firmicutes; Bacillales; 


Staphylococcus. 


sinica Bacteria; 


Burkholderia 


92 2836452 Burkholderia kururiensis 
Burkholderiaceae; 


Burkholderia. 
Halanaerobium 


63 2842500 Halanaerobium fermentans 
Halanaerobium. 


Borrelia sinica strain 
Spirochaetes; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 
mamonadaceae; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


2913371 291486 


Staphylococcus 
3 Staphylococcus 


32224 
strain ATCC 3553 


Bacteria_16S 


2915412 2915451 16 55 gi 


8 16S ribosomal RNA, partial sequence 


219856846 


29149 


Bacteria; 


32224 


arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 
arlettae Bacteria; 


32224 


strain IFO 13613 


32224 


collinoides strai 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


collinoides Bacteria; 


32224 


ketosireducens strain IFO 14548 16S ribosomal RNA, partia 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Firmicutes; 


Bacillales; 
2916954 2916993 16 


Bacillales; 
2928966 2929001 21 
2945637 2945676 16 


Firmicutes; 
2956137 2956176 16 


Microbacteriaceae; Microbacterium. 


32224 


saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


Bacteria_16S 


Microbacterium. 


32224 


luteolum strain I 
luteolum Bacteria; 
Microbacterium. 


32224 


flavithermus stra 
flavithermus Bact 


32224 


strain 801 16S ri 


32224 


strain BSB411 16S 
Proteobacteria; 


32224 


raffinosus strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


raffinosus Bacteria; 


32224 


strain I50 16S ri 
Firmicutes; Erysi 


32224 


strain M-29c 16S 
Firmicutes; 


32224 


strain 1144-97 16 
Firmicutes; 


32224 


strain M1832/95/2 
Bacteria; 


32224 


strain CreCitl 16 
Proteobacteria; 


32224 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


32224 


strain M663-98-1 
Firmicutes; 


32224 


esteraromaticum s 


esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actin 
Microbacteriaceae; Microbacterium. 

32224 Bacteria_16S 3069991 3070030 16 55 gi| 219846875 
strain m1134/97/1 16S ribosomal RNA, partial sequence 30695 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

32224 Bacteria_16S 3077457 3077496 16 55 gi| 219846870 


caribensis strain 
caribensis Bacter 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillale 
Bacteria_16S 


Bacteria_16S 


eria; 


ribosomal RNA, 


2957596 2957635 16 


2959056 2959095 16 


2998777 2998816 16 


Firmicutes; 
3006435 3006474 16 


3013975 3014014 16 


3024516 3024555 16 


Firmicutes; 
3030559 3030598 16 


3038223 3038262 16 


Enterococcaceae; 
3041267 3041306 16 


3048923 3048962 16 


3053466 3053505 16 


3055008 3055047 16 
Proteobacteria; 
3067056 3067095 16 


S; Bacillales Family XI. 
3068437 3068476 16 


3089616 3089655 16 


Staphylococcus. 


55 


Staphylococcus. 


56 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


55 


n JCM1123 16S ribosomal RNA, partial sequence 
Lactobacillales; 


55 


55 


55 


FO 15074 16S ribosomal RNA, partial sequence 


55 


in DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


55 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


55 


complete sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


55 


1789-79 16S ribosomal RNA, partial sequence 
Lactobacillales; 


55 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysipelotrichac 


55 


ribosomal RNA, partial sequence 
Lactobacillales; 


Vv 
55 


S ribosomal RNA, partial sequence 


Lactobacillales; Aerococcaceae; Facklamia. 


55 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


55 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


55 


rain CreMall 16S ribosomal RNA, partia 


cteria; Betaproteobacteria; 


55 


16S ribosomal RNA, partial sequence 3066573 30679 
Incertae 


55 


train DSM 8609 16S ribosomal RNA, part 


MWAP64 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 


55 


gi|219856845 


gi| 219856837 
gi| 219856826 


gi|219856819 


gi|219856818 


gi|219856817 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846924 
sequence 
Bacillaceae; 
gi|219846919 
3005987 30074 


gi 


gi|219846914 
3013492 30150 
gi|219846907 
Enterococcaceae 


gi| 219846903 
3030089 30315 


gi|219846897 
3037737 30392 
agococcus. 
gi|219846895 
3040796 30422 


219846889 
30484 
Eremococcus 
gi|219846886 
3052993 30544 


gi 


219846885 
1 sequence 
Rhod 


gi 


gi| 219846877 
Sedis; Gem 
219846876 
ial sequen 


gi 


Burkhold 
219846862 


locystaceae; 


Lactobacillaceae; 


1 sequence 2955705 29571 
Actinomycetales; 


Anoxybaci 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref|NR_024656.1 
56 Terasakiella 
Terasakiella. 
ref|NR_024645.1 

2945130 294667 
Lactobacillu 
NR_024638.1 
1 


ref 


ref|NR_024637.1 
2957165 295857 
les; 


ref|NR_024636.1 
2958622 296006 


ref|NR_026516.1 

2998293 299981 
llus. 
ref|NR_026511.1 
; Microbacteriac 
ref|NR_026506.1 


ae; Acidovorax. 
ref |NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026495.1 


eae. 


ref|NR_026489.1 


ref |NR_026487.1 


ref |NR_026481.1 
54 3049838 Eremoc 
ref |NR_026478.1 
Formivibrio. 
ref|NR_026477.1 

3054533 305602 
ocyclales; Rhodo 
ref |NR_026469.1 
ella. 
ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 


ref |NR_026467.1 
11 3070973 Vagoco 


ref |NR_026462.1 
3076975 307840 
eriales; Burkhol 


gi 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Terasakiella pusilla 


pusilla Bacteria; 


Lactobacillus 
8 Lactobacillus 
Ss. 

Microbacterium 
4 Microbacterium 


Micrococcineae; 


Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Anoxybacillus 
6 Anoxybacillus 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Enterococcus 
9 Enterococcus 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Eremococcus coleocola 
occus coleocola 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Granulicatella 


ref|NR_026454.1 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 


32224 Bacteria_16S 


strain 1607-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 


32224 Bacteria_16S 


700631 16S ribosomal RNA, partial sequence 
Aerococcaceae; 


Lactobacillales; 
32224 Bacteria_16S 
resistens strain 
resistens Bacteria; 
Microbacterium. 
32224 Bacteria_16S 
salinarius strain 
salinarius Bacteria; 
32224 Bacteria_16S 


617-93 16S ribosomal RNA, partial sequence 
Bacillales Family XI. 


Bacillales; 


32224 Bacteria_16S 


strain 2045-94 16S ribos 
Bacillales; 


Firmicutes; 
32224 Bacteria_16S 
strain YH-15 16S 
Firmicutes; 


32224 Bacteria_16S 


strain ATCC 700628 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 


32224 Bacteria_16S 


DMMZ 17 
Acti 


SG3903 
Firmicutes; 


ribosomal RNA, 
Lactobacillales; 


3091052 3091091 16 


3100083 3100122 16 


3115060 3115099 16 


3130132 3130175 12 


3140531 3140570 16 


3142090 3142129 16 


3164931 3164970 16 


3180061 3180100 16 


3221115 3221154 16 


Facklamia. 


55 


55 


55 


Incertae Sedis; 


omal RNA, partial sequence 
Bacillales Family XI. 


55 gi| 219846835 |ref|NR_026427.1 
3 
Halanaerobiales; Halobacteroidaceae; 
55 gi|219846828|ref|NR_026420.1 
3140051 3141558 Gemella bergeri Bacteria; 
Gemella. 

55 gi| 219846827 |ref|NR_026419.1 

3141609 3143118 Gemella sangu 

Incertae Sedis; Gemella. 

55 gi|219846812|ref|NR_026404.1 


partial sequence 
Lactobacillaceae; 


55 


55 


Ignavigranum. 


Facklamia. 


gi| 219846861 
3090574 30919 


gi|219846855 


3099595 3101003 Facklamia 


gi|219846845 


10 16S ribosomal RNA, partial sequence 
nobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 
Clostridia; 


3164429 31659 


Lactobacillus. 


219846801 
31795 


gi 


gi| 219846773 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 


Bacteria; 


32224 Bacteria_16S 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 
agaricidamnosum Bacteria; 


Janthinobacterium. 
32224 Bacteria_16S 


3222634 3222673 16 
Proteobacteria; 


3245462 3245501 16 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


55 


Betaproteobacteria; 


55 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 
32224 Bacteria_16S 
strain Feox-1 16S 


Listeriaceae; 


ribosomal RNA, 


Listeria. 
3269358 3269397 16 


55 


complete sequence 


Ox 
219846772 

sequence 

Bur 


gi 


gi| 219846757 
3244997 32464 


gi| 219846741 
3268876 32703 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


32224 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
32224 Bacteria_16S 


3278522 3278557 20 


3280041 3280076 20 


Clostridia; 


DSM 8237 16S ribosomal RNA, partial sequence 
Firmicutes; 


55 gi| 219846735 
Clostridiales; Eubact 
55 gi| 219846734 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 32810 


Firmicutes; 


32224 Bacteria_16S 


Clostridia; 


Clostridiales; 
3281560 3281595 20 


Eubacteriaceae; 


55 


Acetobacte 


gi|219846733 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 


carbinolicum Bacteria; 
32224 Bacteria_16S 

wieringae strain 
wieringae Bacteria; 
32224 Bacteria_16S 


Firmicutes; 


Firmicutes; 
3283084 3283119 20 


3284609 3284644 20 


Clostridia; 


Clostridia; 


55 


55 


Clostridiales; 


Eub 


gi| 219846732 


DSM 1911 16S ribosomal RNA, partial sequence 
Clostridiales; 


Eubact 


gi|219846731 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 32856 


Firmicutes; 


32224 Bacteria _16S 


strain DSM 5351 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 


32224 Bacteria _16S 


Clostridia; 


Clostridiales; 
3302961 3303000 16 


Salinicoccus. 
3349995 3350034 16 


Eubacteriaceae; 


55 


55 


Acetobacte 


gi|219846719 


complete sequence 3302462 33040 


gi| 219846684 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 33510 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


32224 Bacteria 16S 


3351515 3351554 16 


55 


gi| 219846683 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


32224 Bacteria_16S 
lacunarum strain 
lacunarum Bacteria; 
32224 Bacteria_16S 
saccharolyticum subsp. 


Halanaerobiales; 
32224 


Bacteria_16S 


strain ATCC 33048 16S ribosomal RNA, partial sequence 
Clostridia; 


Bacteria; Firmicutes; 


Firmicutes; 


3372936 3372979 12 


3376007 3376050 12 


senegalense strain DSM 7379 16S 
Halanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 


3410946 3410985 16 


Clostridia; 


55 


55 


55 


senegalense Bacteria 
Halanaerobium. 


gi|219846668 


DSM 6640 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


Halo 
219846666 
ribosomal 


gi 


gi|219846637 


inomycetales; 


; Firmicutes; 


ref |NR_026453.1 
90 Ignavigranum 


ref |NR_026447.1 


ref |NR_026437.1 


45 Lactobacillus 


ref |NR_026393.1 


ref |NR_026365.1 
alobacteraceae; 
ref|NR_026364.1 


ref |NR_026349.1 
22 Listeria gray 


ref |NR_026333.1 
96 Leptothrix mo 
ref |NR_026327.1 
eriaceae; 
ref |NR_026326.1 
51 Acetobacteriu 


rium. 
ref |NR_026325.1 


ref |NR_026324.1 
eriaceae; 
ref |NR_026323.1 


rium. 
ref |NR_026311.1 
04 Salinicoccus 
ref |NR_026276.1 
ceae; 
ref|NR_026275.1 
38 Agrococcus je 
ref |NR_026260.1 
bacteroidaceae; 
ref |NR_026258.1 


RNA, 
cl 


ref|NR_026229.1 


Dialister. 


ignava Bacteria; 


; Microbacteriaceae; 


partial sequence 


Ignavigranum ruoffiae 
ruoffiae Bacteria; 


Facklamia ignava ATCC 
Firmicutes; 


Microbacterium 


3114620 3116080 Microbacterium 
Micrococcineae; Microbacteriaceae; 


Halanaerobacter 


129667 3131049 Halanaerobacter 


Halanaerobacter. 
Gemella bergeri strain 
Firmicutes; 


Gemella sanguinis 
inis Bacteria; 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Facklamia hominis 


83 3181087 Facklamia hominis Bacteria; 


Janthinobacterium 


51 3222119 Janthinobacterium lividum 


Janthinobacterium. 
Janthinobacterium 


3222170 3223638 Janthinobacterium 
kholderiales; Oxalobacteraceae; 


Listeria grayi strain 
i Bacteria; Firmicutes; 


Leptothrix mobilis 
bilis Bacteria; 


Acetobacterium 


3278074 3279532 Acetobacterium 
Acetobacterium. 


Acetobacterium malicum 
m malicum Bacteria; 


Acetobacterium 


3281102 3282570 Acetobacterium 
acteriaceae; Acetobacterium. 


Acetobacterium 


3282621 3284094 Acetobacterium 
Acetobacterium. 


Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Salinicoccus roseus 
roseus Bacteria; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Paucimonas. 


Agrococcus jenensis 
nensis Bacteria; 
Agrococcus. 
Halanaerobacter 


3372496 3373950 Halanaerobacter 


Halanaerobacter. 
Halanaerobium 

3375527 3377012 
ostridia; 


Dialister pneumosintes 


3410452 3411955 Dialister pneumosintes 
Clostridiales; Veillonellaceae; 


32224 


strain DSM 6836 1 
Firmicutes; 


32224 


strain DSM 43045 


32224 


strain DSM 20145 


32224 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


32224 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae; 


32224 


imperiale strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


imperiale Bacteria; 


Microbacterium. 


32224 


lacticum strain D 
lacticum Bacteria; 
Microbacterium. 


32224 


strain DSM 7485 1 
Actinobacteria; Actinobac 


32224 


strain DSM 7486 1 
Actinobacteria; Actinobac 


32224 


strain DSM 20542 
Actinobacteria; Actinobac 


32224 


strain DSM 20528 


32224 


pseudalcaliphilus 
pseudalcaliphilus 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


DSM 2053 
Actin 


SM 20427 
Actino 


6S ribos 


6S ribos 


16S ribo 


3446368 3446407 16 
Clostridiales; 
3504075 3504114 16 


3505603 3505642 16 


3507120 3507159 16 


3508641 3508680 16 


3510163 3510202 16 


3511685 3511724 16 


3513211 3513250 16 


3514735 3514774 16 


3516253 3516292 16 


3517775 3517814 16 


3534495 3534534 16 


Firmicutes; 
3536062 3536101 16 


55 


6S ribosomal RNA, partial sequence 3445905 34473 
Clostridiaceae; 


55 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


55 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


55 


DSM 20166 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


55 


2 
in DSM 20638 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


55 


0 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Actinomycetales; 


55 


16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomyceta 


55 


omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae 


55 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micrococcineae 


55 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae 


55 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


55 


DSM 8725 16S ribosomal RNA, partial sequence 
Bacteria; 


Bacillales; 
55 


strain DSM 8723 16S ribosomal RNA, partial sequence 


Firmicutes; 


32224 


Bacteria_16S 


Bacillales; 


Bacillaceae; 
3537620 3537659 16 


Bacillus. 


55 


strain DSM 8722 16S ribosomal RNA, partial sequence 


Firmicutes; 


32224 


Bacteria_16S 


Bacillales; 


Bacillaceae; 
3542318 3542357 16 


Bacillus. 


55 


strain DSM 8716 16S ribosomal RNA, partial sequence 


Firmicutes; 


32224 


strain DSM 8715 16S ribosomal RNA, 


Firmicutes; Bacillales; 


32224 


DSM 6307 16S ribo 
Bacillales; 


32224 


strain Anox B 16S 


Bacteria _16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


somal RNA, 
Bacillaceae; 


Bacillaceae; 
3543872 3543911 16 


Bacillaceae; 
3545428 3545467 16 


Bacillus. 
3589580 3589619 16 


Bacillus. 


55 


complete sequence 
Bacillus. 


55 


complete sequence 


55 


ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


32224 


cellobioparum str 
cellobioparum Bac 


32224 


strain NCIMB 629 
Firmicutes; 


32224 


strain NCIMB 1493 
Firmicutes; 


32224 


strain NCTC 83785 
Bacteria; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


3594164 3594203 16 


Firmicutes; 
3609468 3609507 16 


Planococcaceae; 
3610949 3610988 16 


Planococcaceae; 
3627279 3627318 16 


3653309 3653344 16 


55 


ain DSM 1351 16S ribosomal RNA, partial 
Clostridia; 


16S ribosomal RNA, partial sequence 3608971 36104 
Bacillales; 


Clostridiales; Cl 

55 gi|219846499 
Planococcus. 

55 gi|219846498 

36104 


16S ribosomal RNA, partial sequence 
Bacillales; 


Planococcus. 
55 


16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; 


51 


gi| 219846612 


gi|219846573 
gi|219846572 


gi|219846571 


19846570 
sequence 


gi 


gi| 219846569 


gi|219846568 


gi|219846567 


gi| 219846566 
gi|219846565 


gi|219846564 


gi| 219846553 
Bacillaceae; 

gi|219846552 
3535585 35370 


gi|219846551 
3537139 35386 


gi|219846548 
3541838 35433 


gi| 219846547 
3543393 35448 


gi|219846546 
3544949 35464 


gi|219846516 
3589120 35906 
Ideonella. 

gi|219846512 
sequence 


219846487 
36267 
Neiss 


gi 


Actinomycetales; 


ref|NR_026204.1 


ref|NR_026165.1 
Microbacteriac 
ref|NR_026164.1 


ref|NR_026163.1 
3506673 350814 
Micrococci 


ref|NR_026162.1 
3508192 350966 
Microco 


ref|NR_026161.1 
3509716 351118 
Micrococci 


ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 


; Microbacteriac 
ref|NR_026156.1 


; Microbacteriac 


3534017 353553 
Bacillus. 
ref|NR_026144.1 
88 Bacillus 


ref|NR_026143.1 
44 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026138.1 
54 Bacillus 


ref|NR_026108.1 


ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 


gi| 219846469 


halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 


halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 


cohnii Bacteria; 


Clostridium viride 


86 Clostridium viride Bacteria; 
Clostridium. 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 

rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Bacillus 
4 Bacillus 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 
Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 


ref|NR_026061.1 
3652827 365435 
Desul 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 


32224 


congolense strain 
congolense Bacter 
Bacteria_16S 


32224 
sporothermodurans 
sporothermodurans 
32224 
strain Co53T 16S 
Spirochaetes; 
32224 


Spi 


Actinomycetales; 
32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
michiganensis sub 


3676226 3676269 12 55 gi|219846453|ref|NR_026044.1| Halanaerobium 
SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

3722966 3723005 16 55 gi|219846419|ref|NR_026010.1] Bacillus 

strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

3759986 3760025 16 55 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
ribosomal RNA, partial sequence 3759507 3761025 Borrelia coriaceae Bacteria; 
rochaetales; Spirochaetaceae; Borrelia. 

3768881 3768920 16 55 gi|219846385|ref|NR_025976.1| Clavibacter 
species tessellarius strain 78181 16S ribosomal RNA, partial sequence 3768438 3769927 

Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; Clavibacter. 
3794558 3794597 16 55 gi| 219846367 |ref|NR_025958.1| Polaromonas vacuolata 


Proteobacteria; 
32224 
strain 18323 16S 
Proteobacteria; 

32224 


parapertussis Bac 
32224 
bronchiseptica st 
bronchiseptica Ba 
32224 
strain ATCC 27255 
Firmicutes; Clost 
32224 
lacurosei strain 
Bacteria; Firmicu 
32224 
strain AW 25 16S 
Firmicutes; Bacil 
32224 
cellulosolvens st 


cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostri 
Ruminococcaceae. 
32224 Bacteria_16S 3852173 3852212 16 55 gi 


cellulolyticus st 
cellulolyticus Ba 
32224 
strain SS-1 16S r 
Proteobacteria; B 
32224 
strain 2917B 16S 

Firmicutes; Bacil 
32224 
strain ATCC 10379 
Bacteria; Firmicu 
32224 
strain CDC 8142 1 
Proteobacteria; B 
32224 
halodenitrificans 
halodenitrificans 
Halomonas. 

32224 
muriaticus strain 
Bacteria; Firmicu 
32224 
strain Hk501 16S 

Spirochaetes; Spi 
32224 


Spirochaetales; 
32224 
okeanokoites stra 
okeanokoites Bact 
32224 
adiacens strain G 
adiacens Bacteria 


s 


Bacteria_16S 
strain 34-P 16S r 
B 
Bacteria_16S 


B 
Bacteria_16S 
parapertussis str 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3803637 3803676 16 55 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3805151 3805190 16 55 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3806665 3806704 16 55 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3832602 3832641 16 55 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Ruminococcaceae; 
3841633 3841676 12 55 gi 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
3844706 3844745 16 55 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

3850663 3850702 16 55 gi 
rain ATCC 35603 16S ribosomal RNA, par 


rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3853727 3853766 16 55 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3871934 3871973 16 55 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3873521 3873560 16 55 gi 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Bacillales Family XI. 
3875064 3875103 16 55 gi 


etaproteobacteria; Neisseriales; Neiss 
3892120 3892165 10 55 gi 
strain DSM 735 16S ribosomal RNA, com 
Bacteria; Proteobacteria; Gammaproteo 


3896816 3896855 16 55 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
3914893 3914932 16 55 

ribosomal RNA, partial sequence 
rochaetales; 
3916309 3916348 16 


gi 


55 gi 
pirochaetaceae; Borrelia; Borrelia bur 
3930327 3930366 16 55 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 


3794096 37955 


3803146 38046 


3844228 38456 


3853246 38547 


3871442 38729 


6S ribosomal RNA, partial sequence 3874615 38761 


Spirochaetaceae; Borrelia; 


3915851 3917216 Borre 


mamonadace 
219846360 


caligenace 
219846359 
uence 
ria; Burkh 
219846358 
sequence 
eria; Burk 
219846340 
38321 
Ruminococ 
219846334 
nce 38411 
naerobiace 
219846332 


219846328 
tial seque 
dia; Clost 


219846327 
quence 

idiales; R 
219846326 


ptothrix. 
219846314 


3931871 3931910 16 55 gi 
IFU 12706 16S ribosomal RNA, complete 
Firmicutes; Lactobacillales; 


’ 


49 Polaromonas vacuolata Bacteria; 
ae; Polaromonas. 
ref|NR_025951.1| Bordetella pertussis 
09 Bordetella pertussis Bacteria; 

ae; Bordetella. 
NR_025950.1 
2 
riales; Alca 
ref |NR_025949.1 
3806174 380763 
holderiales; Alc 
ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref |NR_025924.1 
23 3842666 Halana 
ae; Halanaerobium. 

ref |NR_025922.1| Staphylococcus warneri 
97 Staphylococcus warneri Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Ruminococcus bromii 
coccus bromii Bacteria; 


Halanaerobium 
erobium lacurosei 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


ref 
nce 
ridi 


NR_025918.1 
385021 
ales; Rumino 
ref|NR_025917.1 
3851732 385319 
uminococcaceae; Acetivibrio. 
ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


Acetivibrio 
5 Acetivibrio 


ref|NR_025904.1| Gemella morbillorum 
77 Gemella morbillorum Bacteria; 


Carnobacteriaceae; 


Sedis; Gemella. 
219846313|ref|NR_025903.1| Gemella haemolysans 
3873028 3874564 Gemella haemolysans ATCC 10379 

Incertae Sedis; Gemella. 

219846312|ref|NR_025902.1| Neisseria weaveri 
01 Neisseria weaveri Bacteria; 

eriaceae; Neisseria. 

219846300|ref|NR_025890.1| Halomonas 

plete sequence 3891636 3893166 Halomonas 

bacteria; Oceanospirillales; Halomonadaceae; 

219846297 |ref|NR_025887.1| Tetragenococcus 

ce 3896331 3897842 Tetragenococcus muriaticus 

Tetragenococcus. 

219846284|ref|NR_025874.1| Borrelia tanukii 

3914434 3915800 Borrelia tanukii Bacteria; 

; Borrelia burgdorferi group. 

219846283|ref|NR_025873.1| Borrelia turdi strain 
lia turdi Bacteria; Spirochaetes; 

gdorferi group. 

219846274|ref|NR_025864.1| Planomicrobium 

1 sequence 3929851 3931322 Planomicrobium 

caceae; Planomicrobium. 

219846272|ref|NR_025862.1| Granulicatella 

sequence 3931373 3932778 Granulicatella 


Granulicatella. 


32224 


strain HT31 16S r 
Spirochaetes; 


32224 


laevolacticus str 
laevolacticus Bac 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3933288 3933327 16 


3958238 3958277 16 


ain M-8 16S ribosomal RNA, 
teria; 


Firmicutes; 
3959771 3959810 16 


55 


ibosomal RNA, partial sequence 


Spirochaetales; Spirochaetaceae; Borrelia. 


55 


55 


complete sequence 
Bacillales; 


gi| 219846271 
3932829 39341 


gi|219846253 


Sporolactobacillaceae; 


gi| 219846252 


ref |NR_025861.1 


ref |NR_025843.1 
3957761 395924 


ref |NR_025842.1 


IAM 12464 16S rib 
Bacillales; Bacil 
32224 
strain ATH 2.2.1 


Proteobacteria; B 


Bacteria_16S 


osomal RNA, partial sequence 
laceae; Bacillus. 


3961291 3961330 16 55 gi 


219846251 
16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Rubrivivax. 


3959295 39607 


32224 


strain FR2 16S ri 
Proteobacteria; 


32224 


denitrificans str 
denitrificans Bac 


32224 


strain IAM 12670 
Proteobacteria; 


32224 


strain GS5-97 16S 
Firmicutes; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacil 
Bacteria_16S 


teria; 


lales; 


3962794 3962833 16 


3971649 3971688 16 

Proteobacteria; 
3973150 3973189 16 
3993589 3993628 16 


Bacillaceae; 
4004069 4004108 16 


55 


bosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


55 


ain AS-P1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


55 


16S ribosomal RNA, partial sequence 3972687 39741 
Betaproteobacteria; Burkholderiales; Oxalobactera 


55 


ribosomal RNA, partial sequence 
Geobacillus. 


55 


gi|219846250 
3962329 39637 


gi|219846244 


gi| 219846243 


gi|219846229 
3993148 39945 


gi| 219846222 


Burkholderiales; 


ref |NR_025841.1 


ref|NR_025840.1 
Rhodoferax. 
ref|NR_025834.1 

3971185 397263 
ref |NR_025833.1 
ceae; Duganella. 
ref|NR_025819.1 


ref |NR_025812.1 


77 Bacillus firmus Bacteria; 


Comamonadaceae; 


chungwhensis stra 
chungwhensis Bact 
32224 
strain ATCC 15466 
Proteobacteria; B 
32224 


Bacillales; Bacil 


Bacteria_16S 


Bacteria_16S 
R-7190 16S ribosomal RNA, partial sequence 


in BH030062 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; 
4037439 4037478 16 55 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Th 
4040458 4040497 16 55 gi 


laceae; Bacillus. 


sequence 
Bacillaceae; 
219846198 


iomonas. 
219846196 
4039998 4041459 Bacillus 


40370 


01 4038390 Thiomo 


ref|NR_025786.1 


fordii Bacte 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Sporolactobacillus 
4 Sporolactobacillus 


Sporolactobacillus. 


Bacillus firmus strain 
Firmicutes; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Brachymonas 
6 Brachymonas 
Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Pontibacillus 


4003594 4005020 Pontibacillus 
Pontibacillus. 
ref|NR_025788.1| Thiomonas intermedia 


nas intermedia Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


32224 Bacteria_16S 4041917 4041956 16 55 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 4043453 4043488 20 55 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

32224 Bacteria_16S 4059936 4059975 16 55 gi|219846180|ref|NR_025770.1] Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 


32224 Bacteria_16S 4070561 4070600 16 55 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

32224 Bacteria_16S 4081264 4081303 16 55 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

32224 Bacteria_16S 4102266 4102305 16 55 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

32224 Bacteria_16S 4131065 4131104 16 55 gi|219846126|ref|NR_025716.1| Marinibacillus 


campisalis strain 
Bacteria; 


32224 


strain 1843-02 16 
Firmicutes; 


32224 


strain LMG 5911 1 
Proteobacteria; 


32224 


insolitus strain 
insolitus Bacteria; 


32224 


strain P43/6/78 1 
Spirochaetes; 


32224 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


32224 


strain ATCC 29799 16S ribosomal RNA, partial sequence 


Bacteria; Bacteroidetes; 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


SF-57 
S ribos 
Lactobacillales; 


6S ribo 
Betaproteobacteria; 


LMG 600 
Prot 


6S ribo 
Spirochaet 


s strai 
s Bacteria; 


Bacillales; 
4171202 4171241 16 


4175803 4175842 16 


4177288 4177327 16 


4187993 4188032 16 


4189532 4189571 16 


4192603 4192642 16 


Bacteroidia; 


16S ribosomal RNA, partial sequence 41305 
Planococcaceae; 


omal RNA, partial sequence 
Enterococcaceae; 


eobacteria; Betaproteobacteria; 


55 


somal RNA, partial sequence 4187537 41889 
ales; Brachyspiraceae; Brachyspira. 


55 


n K14 16S ribosomal RNA, partial 
Proteobacteria; 


55 


Bacteroidales; 


Betaproteobacteria; 


Marinibacillus. 


Burkholde 


gi| 219846084 


219846083 
sequence 


gi 


Burkholderiales; 


88 4132093 Marini 


ref|NR_025674.1 


ref|NR_025673.1 


189049 419056 


rs 


gi|219846080 


riales; Alcaligenaceae; 


bacillus campisalis 


55 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
4170715 4172227 Vagococcus carniphilus Bacteria; 
Vagococcus. 
55 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
somal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Burkholderiales; Alcaligenaceae; Achromobacter. 
55 gi|219846095|ref|NR_025685.1| Achromobacter 
3 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 


Achromobacter. 
Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


ref|NR_025670.1 


Bacteroides. 


Bacteroides capillosus 


4192139 4193621 Bacteroides capillosus 
Bacteroidaceae; 


32224 


strain LMG 5906 1 


Bacteria_16S 


4194130 4194169 16 


55 gi 


6S ribosomal RNA, partial sequence 4193672 41950 


219846079 


ref|NR_025669.1 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

32224 Bacteria_16S 4221374 4221413 16 55 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

32224 Bacteria_16S 4224357 4224396 16 55 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

32224 Bacteria_16S 42749 42783 21 55 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Nocardiopsaceae; 


32224 


borkumensis strai 
Bacteria; 


32224 


dassonvillei subs 


Bacteria_16S 


Bacteria_16S 


Nocardiopsis. 


47300 47346 10 


85035 85069 21 


56 gi 


n Sk2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


55 gi 


265679032 
46828 


265679006 


ref |NR_029340.1 
48321 
Alc 


ref|NR_029314.1 


p- dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 


Alcanivorax 


Alcanivorax borkumensis 
anivoracaceae; 


Alcanivorax. 
Nocardiopsis 


84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiops 
32224  Bacteria_16S 103397 103451 1 55 gi| 265678994 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 10297 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Tsukamurella. 

32224 Bacteria_16S 120242 120296 1 55 gi| 265678982 
strain 136 16S ribosomal RNA, partial sequence 119823 12132 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
strain ES2772 16S 
Bacteroidia; 
Bacteria_16S 


32224 
Bacteroidetes; 
32224 
strain 55134 16S 
32224 
Fusobacteria. 


32224 


Brevibacterium. 
32224 


32224 
genavense strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 
32224 Bacteria_16S 319621 319659 16 54 gi| 265678847 


strain J233 16S r 
Tenericutes; Moll 
32224 
strain WPH 179 16 
Bacteroidetes; Ba 
32224 
japonicum strain 
japonicum Bacteri 
Cryptosporangium. 
32224 


Actinobacteridae; 
32224 
strain OK2 16S ri 
Proteobacteria; G 
32224 
antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 


is. 
ref|NR_029302.1 


nebacterineae; T 


ref|NR_029290.1 
2 Cellulomonas 


Tsukamurella pulmonis 


6 104435 Tsukamurella pulmonis 


sukamurellaceae; 


Cellulomonas uda 


Bacteria_16S 
epidermidis strai 
Bacteria; Actinob 


Bacteria_16S 
aminovalericum st 


aminovalericum Ba 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
XILO1 16S ribosomal RNA, 


Bacteria_16S 


Bacteria_16S 


129335 129369 21 55 

ribosomal RNA, partial sequence 
Bacteroidales; Prevotellace 
144572 144606 21 55 gi 
ribosomal RNA, partial sequence 


gi 


148954 149008 1 55 
bosomal RNA, partial sequence 


gi 


162777 162811 21 55 gi 
n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


188808 188848 15 55 gi 
rain DSM 1283 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
221096 221150 1 55 gi 
2289 16S ribosomal RNA, partial sequen 


ibosomal RNA, partial sequence 


327427 327461 21 55 

S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
342825 342879 1 55 gi 
YU 636-3 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 


gi 


377173 377207 21 
complete sequence 
Actinomycetales; Micrococcineae; Micr 
384826 384864 16 54 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
420263 420297 21 55 gi 
KM Ac-2118 16S ribosomal RNA, partial 


55 gi 


32224 


Bacteria_16S 


128870 13034 


144082 14559 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


strain PCL 16S ri 148511 15001 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
Bacteria_16S 
326926 32843 


384340 38587 


; Actinobacteria; Actinobacteridae; Actinomyceta 


ococcineae 
265678976 


ae; Prevot 
265678966 


ococcineae 
265678963 


265678954 
ence 16233 
ales; Micr 


265678937 
al sequenc 
idiales; C 
265678915 
ce 22065 


265678842 


ae; Prevot 
265678829 
quence 

ctinomycet 


265678803 


376697 378215 Agromyces 


obacteriac 
265678798 


seudomonad 
265678774 
sequence 


445030 445068 16 54 gi 


uda Bacteria; 

; Cellulomonadaceae; Cellulomonas. 
ref|NR_029284.1| Prevotella dentalis 
1 Prevotella dentalis Bacteria; 
ella. 
ref|NR_029274.1| Jonesia denitrificans 
5 Jonesia denitrificans Bacteria; 

; Jonesiaceae; Jonesia. 
ref|NR_029271.1| Clostridium rectum 

5 Clostridium rectum Bacteria; 


ref|NR_029262.1| Brevibacterium 
4 163815 Brevibacterium epidermidis 
ococcineae; Brevibacteriaceae; 


ref |NR_029245.1 
e 188349 189802 
lostridiaceae; Clostridium. 

ref |NR_029223.1| Mycobacterium 

9 222097 Mycobacterium genavense 
nebacterineae; Mycobacteriaceae; 


Clostridium 
Clostridium 


ref|NR_029152.1 
0 Acholeplasma 


Acholeplasma palmae 
palmae Bacteria; 


ref|NR_029147.1] Prevotella oulorum 

5 Prevotella oulorum Bacteria; 

ella. 

ref|NR_029134.1| Cryptosporangium 
342395 343854 Cryptosporangium 

ales; Frankineae; Cryptosporangiaceae; 

ref|NR_029108.1| Agromyces ulmi strain 


ulmi Bacteria; Actinobacteria; 
eae; Agromyces. 
ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029079.1| Brevibacterium 
419777 421277 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 


265678758 


rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


ref |NR_029063.1] Pseudomonas 
444544 446074 Pseudomonas 


32224 
strain CFBP 2022 
Proteobacteria; 

32224 
palleroniana stra 
palleroniana Bact 
Pseudomonas. 
32224 
strain DLE411J 16 
Proteobacteria; 
32224 
aerosaccus strain 
Bacteria; Proteob 
32224 
strain P 513/19 1 
Proteobacteria; 
32224 
strain P 527/13 1 
Proteobacteria; G 
32224 
strain P 538/23 1 
Proteobacteria; G 


32224 Bacteria_16S 
strain S-606 16S 
Proteobacteria; G 
32224 


strain Iso-46 16S 
Proteobacteria; G 
32224 
strain B22P3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


32224 
nivimaris strain 


Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 
G 
Bacteria_16S 
Bacteria_16S 
G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


457382 457420 16 54 gi 
ammaproteobacteria; Pseudomonadales; P 
458834 458872 16 54 gi 
in CFBP 4389 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


470931 470969 16 54 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
527653 527691 16 54 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
555124 555162 16 54 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
556666 556704 16 54 gi 


ammaproteobacteria; Pseudomonadales; P 
558210 558248 16 54 gi 


ammaproteobacteria; Pseudomonadales; P 
574872 574910 16 54 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
586847 586885 16 54 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
598692 598746 1 55 gi 
ribosomal RNA, partial sequence 
Stre 
612617 612655 16 54 gi 
88/2-7 16S ribosomal RNA, partial sequ 


16S ribosomal RNA, partial sequence 456977 45835 


470446 47199 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


574450 57581 


586359 58785 


598291 59976 


265678746 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


seudomonad 
265678700 

52719 
nadales; M 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678669 


oraxellace 
265678661 


oraxellace 
265678653 


ptomycinea 
265678643 
ence 61213 


ref|NR_029051.1| Pseudomonas salomonii 

0 Pseudomonas salomonii Bacteria; 

aceae; Pseudomonas. 

ref|NR_029050.1] Pseudomonas 
458401 459808 Pseudomonas 

omonadales; Pseudomonadaceae; 

ref|NR_029042.1| Pseudomonas lini 

0 Pseudomonas lini Bacteria; 

aceae; Pseudomonas. 

ref|NR_029005.1] Enhydrobacter 

2 528675 Enhydrobacter aerosaccus 

oraxellaceae; Enhydrobacter. 

ref|NR_028987.1| Pseudomonas trivialis 

0 Pseudomonas trivialis Bacteria; 

aceae; Pseudomonas. 

ref|NR_028986.1| Pseudomonas 

2 Pseudomonas poae Bacteria; 

aceae; Pseudomonas. 

ref|NR_028985.1| Pseudomonas congelans 

6 Pseudomonas congelans Bacteria; 

aceae; Pseudomonas. 

ref|NR_028974.1| Psychrobacter pulmonis 

2 Psychrobacter pulmonis Bacteria; 

ae; Psychrobacter. 

ref|NR_028966.1| Psychrobacter faecalis 

4 Psychrobacter faecalis Bacteria; 

ae; Psychrobacter. 

ref|NR_028958.1| Streptomyces javensis 

1 Streptomyces javensis Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_028948.1] Psychrobacter 

0 613627 Psychrobacter nivimaris 


poae 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

32224 Bacteria_16S 624662 624716 1 55 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
32224 Bacteria_16S 640011 640049 16 54 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

32224 Bacteria_16S 655099 655137 16 54 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

32224 Bacteria_16S 659607 659645 16 54 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

32224 Bacteria_16S 671780 671818 16 54 gi|265678601|ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

32224 Bacteria_16S 673313 673347 21 55 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

32224 Bacteria_16S 28295 729229" 21 55 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

32224 Bacteria_16S 748618 748656 16 54 gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter bouvetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

32224 Bacteria_16S 749993 750031 16 54 gi|265678546|ref|NR_028850.1| Acinetobacter 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

32224 Bacteria_16S 751368 751406 16 54 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

32224 Bacteria_16S 752743 752781 16 54 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

32224 Bacteria_16S 780300 780338 16 54 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 


strain S-743 16S 


ribosomal RNA, partial sequence 


779845 781307 Acholeplasma axanthum Bacteria; 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


32224 
mediterranea stra 
mediterranea Bact 
Pseudomonas. 

32224 
phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


Bacteria_16S 


Bacteria_16S 
O-BC30 16S ribosomal RNA, partial sequence 80896 
acteria; Gammaproteobacteria; Alteromonadales; 


784899 784937 16 54 gi 


eria; Proteobacteria; 


809428 809474 10 55 gi 


in CFBP 5447 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


265678522 


265678506 


32224 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


32224 


cyclicum strain ALM1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; 


32224 


strain IMT37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


32224 


sibiricum strain 
Bacteria; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


810921 810975 1 


814052 814090 16 


821526 821564 16 


900499 900537 16 


960809 960847 16 


55 gi 


54 gi 


54 gi 


82 


54 gi 


AL7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


54 gi 


strain CIP 104663 
Proteobacteria; G 
32224 
strain FC 097-2 1 
Tenericutes; Moll 
32224 
strain GP1ll 16S r 
Proteobacteria; G 
32224 


Gammaproteobacter 
32224 
strain Ne 11 16S 
Proteobacteria; 

32224 
L-3 16S ribosomal 
Gammaproteobacter 


G 


16S ribosomal RNA, 


complete sequence 


Bacteria_16S 


Bacteria_16S 
199/55 16S ribosomal RNA, 


Bacteria_16S 


Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
985253 985291 16 54 gi 
6S ribosomal RNA, 


1012854 1012892 16 54 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1014350 1014388 16 54 gi 
partial sequence 
Pseudomonadales; Moraxellaceae; 
1015846 1015884 16 54 

ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; M 
1017343 1017381 16 54 gi 
RNA, partial sequence 
ia; Pseudomonadales; 


gi 


Mo 
gi 


ia; 


Moraxellaceae; Mo 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
Bacteria_16S 
1012401 10138 


1013897 1015342 Morax 
1015393 10168 


oraxellaceae; 


1016889 1018335 Morax 


265678505 


265678503 
81355 


265678498 
1061 82256 


265678444 
90001 


265678404 
96032 


265678387 


265678369 


265678368 


raxella. 


265678367 


265678366 


raxella. 


32224 


hydrothermalis st 
hydrothermalis Ba 


32224 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; 


32224 


psychrophila stra 
Bacteria; 


32224 


strain ES10.1 16S 


32224 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


32224 


strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 


32224 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae; 


32224 


strain NCIMB 7030 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


1060110 1060144 21 


Deinococcus-Thermus; 
1075051 1075105 1 


1088593 1088631 16 


1130900 1130934 21 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1132430 1132464 21 


1250332 1250386 1 


1260852 1260886 21 


1298378 1298412 21 


1344298 1344352 1 


55 gi 


rain Tl 16S ribosomal RNA, partial sequence 
Deinococc 


55 gi 


ain Mb8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 
Rhodococcus. 


54 gi 


in E-3 16S ribosomal RNA, partial sequence 10881 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


55 gi 


55 gi 


CF63 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


55 gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


55 gi 


49030 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Brevibacterium. 


55 gi 


55 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


55 gi 


obscurus DSM 43160 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 


1130448 11319 
Streptosporanginea 


265678337 


i; 
265678327 


265678317 


253680769 


253680768 
11319 


219857412 
12499 


219846707 
12603 


219846893 
12979 


228721038 


ref 
7 


Pseudomonadales; 


ref 


8 810417 Pseud 
Pseudoalteromonadaceae; 


ref 


ain ATCC BAA-256 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


e; Actinomycetales; 


ref 


9 815058 Thioal 
Piscirickettsiaceae; 


ref 


ref 


3 901506 Thioal 
Pisciri 


ref 


3 961843 Pseud 


seudomonadaceae; Pseudomonas. 


ref 


5 Acholeplasma 


ref 


ref 


ella 


ref 


ref 


ella 


ref 


1059624 10611 
Thermales; 


ref 


1074605 10759 
e; Actinomycetales; 


ref 


07 1089634 Pseud 
Pseudomonadaceae; 


ref 


ref 


ref 


18 1251238 Mycob 
Corynebacterineae; 


ref 


97 1261800 Brevi 


Actinomycetales; Micrococc 


ref 


19 1299312 Brevi 
Brevibacteriac 


ref 


NR_028826.1 
84432 78586 


NR_028809.1 


NR_028808.1 
810468 


NR_028806.1 
NR_028801.1 
NR_028746.1 
ckettsiaceae 
NR_028706.1 
NR_028689.1 
NR_028671.1 
Moraxella. 
NR_028670.1 
NR_028669.1 
Moraxella. 
NR_028668.1 
NR_028639.1 


Thermaceae; 
NR_028629.1 


NR_028619.1 


NR_028017.1 


NR_028016.1 


55 1133449 Brevib 
Micrococcineae; 


NR_025000.1 


NR_026299.1 


NR_026485.1 


NR_027601.1 


9 
Pseudomonadaceae; 


ovis Bacter 


bovis Bacte 


1 


3 
Coryne 


fo} 


Brev 


a 
M 


b 


b 


Pseudomonas 
Pseudomonas 


Pseudoalteromonas 


oalteromonas phenolica 


Mycobacterium 
811984 Mycobacterium 


Corynebacterineae; 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
Pseudomonas. 


Thioalkalimicrobium 

kalimicrobium sibiricum 

; Thioalkalimicrobium. 
Pseudomonas veronii 


omonas veronii Bacteria; 


Acholeplasma vituli 


vituli Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 
oraxellaceae; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Rhodococcus 
5 Rhodococcus 
bacterineae; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Nocardiopsis exhalans 


04 Nocardiopsis exhalans Bacteria; 
e; Nocardiop 


saceae; Nocardiopsis. 
Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 


Geodermatophilus 


1343850 1345331 Geodermatophilus obscurus DSM 


32224 


32224 


32224 


32224 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 
Bacteria_16S 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


32224 


32224 


picturae strain L 
picturae Bacteria; 
Brevibacterium. 


32224 


strain SNG49 16S 


32224 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


32224 


strain CMS 38 16S 


32224 


strain CMS 35 16S 


32224 


albatum strain R 
Bacteria; Actinob 
Kibdelosporangium. 


32224 


strain CFBP 2341 


32224 


strain TO1 16S ri 


32224 


strain WAL 14325 
Fusobacteria; 


32224 


strain NF11 16S r 


32224 


strain NF23 16S r 


32224 


xylanivorans stra 
xylanivorans Bact 


32224 


strain DSM 44494 


32224 


Bacteria_16S 
strain LMG 2210 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


Fusobacteriales; 


eria; 


1415017 1415055 16 


1422695 1422733 16 


1445855 1445893 16 


1469952 1469990 16 
Proteobacteria; 


1537873 1537927 1 


Saccharothrix. 
1603237 1603271 21 


1639438 1639472 21 


1640993 1641031 16 
Proteobacteria; 


1642555 1642593 16 


1644116 1644154 16 


1665469 1665523 1 


1694435 1694473 16 


1695979 1696017 16 


1720438 1720492 1 


1721977 1722015 16 


1723518 1723556 16 


1734077 1734111 15 


Firmicutes; 


1740207 1740241 21 


1743296 1743330 21 


54 


54 


54 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
Bacteria_16S 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; 


54 


55 


55 


55 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


54 


54 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


54 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


55 


54 


54 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


55 


54 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


54 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


49 


Clostridia; 


55 


55 


gi 


6S ribosomal RNA, partial sequence 1414552 14160 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 
maritimus strain 
Bacteria; 


gi 


gi 


1445391 14468 
oraxellaceae; 


gi 


gi 


n NRRL 15764 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ae; 


gi 


MG 22061 16S ribosomal RNA, partial sequence 


gi 


gi 


in CMS 64 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


gi 


gi 


761-7 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 1693968 16954 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


1695512 16970 


gi 


16S ribosomal RNA, partial sequence 1719990 17214 
Fusobacteriaceae; 


gi 


1721510 17230 


gi 


1723051 17245 


gi 


in Mz 5 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Stre 
gi 


1638983 16404 
Streptosporangineae; 


1642082 16435 


1643643 16451 


Cetobacterium. 


metallicus strain 


R2A 16S ribosomal RNA, partial sequen 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Nocardiopsis. 
32224 


Bacteria_16S 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 


1788471 1788525 1 55 gi 


saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 
32224 
marincola strain 
marincola Bacteri 
32224 


Bacteria_16S 


Bacteria_16S 


1825364 1825402 16 54 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1826842 1826880 16 54 gi 


224581448 


224581443 


224581423 


224581406 


219857377 


219878475 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219878450 


219878449 


219878448 


219878447 


219878431 
16650 
Pseu 


219878411 


219878410 


219878394 


219878393 


219878392 


219878385 


Lac 
219878380 


ptosporang 
219878378 
ce 17428 
ales; 


219878343 


219878319 
uence 


seudomonadaceae; 


1 sequence 


Gammaproteobacteria; Pseudomonadales; 


sequence 
Actinomycetales; 


Pseudomonadales; 


ref |NR_027230.1 


ref|NR_027225.1 


ref |NR_027204.1 
81 Psychrobacter 


ref|NR_027187.1 
1469465 147099 


ref |NR_024965.1 
1537426 153893 


ref |NR_025614.1 
1602772 160426 


ref|NR_025589.1 
69 Nocardiopsis 


ref|NR_025588.1 
1640520 164203 


ref |NR_025587.1 


Pseudomon 
NR_025586.1 


ref 


Pseudomon 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 
ref|NR_025550.1 


aceae; Pseudomon 
ref|NR_025549.1 


aceae; Pseudomon 
ref|NR_025533.1 
59 Cetobacterium 


ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025517.1 


Micrococcineae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 
Pseudomonas. 


Psychrobacter 


Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

Bacteria_16S 
strain R7 16S rib 


Psychrobacter arenosus 
arenosus Bacteria; 


Psychrobacter. 


Psychrobacter 
0 Psychrobacter 


Moraxellaceae; 


Saccharothrix 
5 Saccharothrix 


Pseudonocardineae; 


Brevibacterium 
4 Brevibacterium 
Brevibacteriaceae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Pseudomonas 
1 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 

Cetobacterium somerae 
somerae Bacteria; 
Psychrobacter luti 
luti Bacteria; 
r. 
Psychrobacter 
fozii Bacteria; 
Ts 
Pseudobutyrivibrio 

9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Nocardiopsis halophila 


fozii 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 


Streptosporangineae 


Actinomycetales; 


; Pseudomonadales; 


31 1744318 Nocardiopsis metallicus 
; Nocardiopsaceae; 


ref|NR_025482.1] Blastococcus 
1788037 1789519 Blastococcus 
Frankineae; Geodermatophilaceae; 


ref|NR_025458.1] Psychrobacter 
1824887 1826314 Psychrobacter 
Moraxellaceae; Psychrobacter. 


219878318 


submarinus strain KMM 225 16S ribosomal RNA, partial sequence 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


ref|NR_025457.1] Psychrobacter 
1826365 1827792 Psychrobacter 


32224 Bacteria_16S 1852640 1852674 21 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 


Thermobifida. 
1872482 1872520 16 


Nocardiopsaceae; 
32224 Bacteria_16S 


strain LUH4616 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


32224 Bacteria_16S 1876976 1877010 21 


halotolerans strain DSM 44410 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; 
32224 
schindleri strain 


Nocardiopsis. 
Bacteria_16S 1887928 1887966 16 


32224 Bacteria_16S 1913302 1913340 16 


strain LUH 3792Type 16S ribosomal RNA, partial sequence 


Bacteria; 


32224 Bacteria_16S 1922570 1922604 21 


mannitolilytica strain LMG6866 16S ribosomal RNA, partial 
Proteobacteria; 


mannitolilytica Bacteria; 
Ralstonia. 
32224  Bacteria_16S 1937811 1937845 21 
paucivorans strain CF 62 16S ribosomal 


55 


54 


55 


54 


LUH5832 16S ribosomal RNA, partial sequence 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; 


54 


55 


55 


RNA, partial sequence 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; 


Betaproteobacteria; 


gi|219878299 


gi|219878286 


1872026 1873490 Acinetobacter 


gi|219878283 


gi| 219878273 


gi|219878253 


gi|219878246 


gi|219878236 


Actinomycetales; 


sequence 
Actinomycetales; 


Pseudomonadales; 


Actinomycetales; 


ref |NR_025438.1| Thermobifida 
1852181 1853675 Thermobifida 

Streptosporangineae; 

ref Acinetobacter parvus 

parvus Bacteria; 

Acinetobacter. 

ref|NR_025422.1| Nocardiopsis 

1876505 1878009 Nocardiopsis 

Streptosporangineae; 


NR_025425.1 


ref|NR_025412.1| Acinetobacter 
1887472 1888937 Acinetobacter 
Moraxellaceae; Acinetobacter. 


ref|NR_025392.1| Acinetobacter ursingii 


1912872 1914310 Acinetobacter ursingii 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Acinetobacter. 
NR_025385.1| Ralstonia 


ref 


sequence 1922112 1923560 Ralstonia 
Burkholderiales; 


Burkholderiaceae; 


ref|NR_025375.1| Brevibacterium 
1937348 1938759 Brevibacterium 
Micrococcineae; 


Brevibacteriaceae; Brevibacterium. 

32224 Bacteria_16S 2046121 2046155 21 55 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

32224 Bacteria_16S 2072205 2072239 21 55 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
strain ATCC 51261 16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

32224 Bacteria_16S 2076685 2076739 1 55 gi|219878138|ref|NR_025277.1| Propionibacterium 


propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 
32224 Bacteria_16S 2078245 2078299 1 
granulosum strain 


Propionibacteriaceae; Propionibacterium. 
32224 Bacteria_16S 2081356 2081410 1 
avidum strain DSM 


Propionibacterium. 


32224 Bacteria_16S 2085974 2086020 10 


55 


DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 


55 


4901 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


56 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


32224 Bacteria_16S 2088979 2089017 16 


Soel 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
32224 Bacteria_16S 


Xanthomonadales; 
2090420 2090474 1 


54 


2088549 2089942 Nevsk 
Sinobacteraceae; 


55 


Actinomyc 


219878137 
sequence 
Actinomyce 


gi 


219878135 
20809 


gi 


gi|219878132 
2085504 20870 
Alcanivor 
gi| 219878130 
Nevskia. 


gi|219878129 


2076251 2077756 Propionibacterium 
etales; Propionibacterineae; 


ref|NR_025276.1| Propionibacterium 
2077807 2079320 Propionibacterium 
tales; Propionibacterineae; 


ref|NR_025274.1| Propionibacterium 
23 2082426 Propionibacterium avidum 
ionibacterineae; Propionibacteriaceae; 


ref|NR_025271.1| Alcanivorax jadensis 
02 Alcanivorax jadensis Bacteria; 
acaceae; Alcanivorax. 

ref|NR_025269.1| Nevskia ramosa strain 
ia ramosa Bacteria; Proteobacteria; 


ref|NR_025268.1 


Mycobacterium 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 
32224 
illinoisensis str 


illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
Alkanindiges. 

32224 Bacteria_16S 2122426 2122460 21 55 gi| 219857653 |ref|NR_025242.1 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 21233 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
32224 Bacteria_16S 2143529 2143567 16 54 gi|219857639|ref|NR_025228.1 
strain Ps 9-14 16S ribosomal RNA, partial sequence 2143068 21445 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
32224 Bacteria_16S 2145034 2145072 16 54 gi| 219857638 |ref|NR_025227.1 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 214602 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseud 
Pseudomonas. 

32224 Bacteria_16S 2148036 2148090 1 55 gi|219857636|ref|NR_025225.1 


strain MUP 1182 1 
Actinobacteria; A 


Bacteria_16S 


rain 2554/91 16S ribosomal RNA, partia 


Mycobacterium. 
2107197 2107235 16 
ain MVAB Hexl 


54 
16S ribosomal RNA, 


gi 


6S ribosomal RNA, 


cteria; Actinobacteria; Actinobacteridae; 


complete sequence 2147582 21491 
ctinobacteridae; Actinomycetales; Corynebacterineae; 


1 sequence 


219878115 


32224 


Bacteria_16S 


2160084 2160129 15 61 gi 


Actinomycetales; 


ref 
complete sequence 2106707 210823 


14 Mycobacterium 


219857628 


salitolerans strain PA 51 16S ribosomal RNA, partial sequence 


ref 


2089993 209143 
Coryn 


NR_025254.1 


Mycobacteri 


7 Mycobacterium 
ebacterineae; 


Alkanindiges 
9 Alkanindiges 


axellaceae; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 


NR_025217.1 
159648 216110 


ND 


Swaminathania 
2 Swaminathania 


salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Swaminathania. 


32224 Bacteria_16S 2175377 2175415 16 54 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

32224 Bacteria_16S 2219265 2219303 16 54 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

32224 Bacteria_16S 2228344 2228378 21 55 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

32224 Bacteria_16S 2234421 2234459 16 54 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

32224 Bacteria_16S 2246493 2246547 1 55 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

32224 Bacteria_16S 2252692 2252726 21 55 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
32224 Bacteria_16S 2263533 2263579 10 56 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO4 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

32224 Bacteria_16S 2293995 2294029 21 55 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

32224 Bacteria_16S 2305967 2306021 1 55 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

32224 Bacteria_16S 2321221 2321259 16 54 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 
strain CFML 97-391 16S ribosomal RNA, partial sequence 2320764 2322265 Pseudomonas brenneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

32224 Bacteria_16S 2322773 2322811 16 54 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
strain CFML 97-514 16S ribosomal RNA, partial sequence 2322316 2323816 Pseudomonas grimontii 


Bacteria; Proteob 
32224 
xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 
32224 
kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 
32224 
strain DNP505 16S 
Actinobacteria; A 
32224 
strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 
32224 
strain VKM Ac-145 
Actinobacteria; A 
32224 
thivervalensis st 
thivervalensis Ba 
Pseudomonas. 

32224 
brassicacearum st 
brassicacearum Ba 
Pseudomonas. 

32224 
strain ATCC 4973 


Proteobacteria; G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; Gammaproteobacteria; Pseudomo 
2333256 2333290 21 55 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2401380 2401414 21 55 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

2496735 2496789 1 55 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2510541 2510575 21 55 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


al 
e; 


gi 


ne 


al 


2512048 2512082 21 55 gi 
7 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2521146 2521184 16 54 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


pt 


se 
te 


2522626 2522664 16 54 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


se 
te. 
2528698 2528736 16 


54 gi 


ammaproteobacteria; Pseudomonadales; Pse 


32224 
strain CIP 105469 


Bacteria_16S 


2555452 2555490 16 54 gi 
16S ribosomal RNA, partial sequence 


na 
219857507 


219857459 
ue 
Actinomyc 


219857385 
2496307 24977 


219857370 


219857369 


219857363 


219857362 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 


219857340 


dales; P 


sequenc 


nce 


bacterin 


25100 


es; Stre 


25115 
osporang 
quence 


ria; Pse 


quence 
ria; Pse 


udomonad 


Actinomycet 


seudomonadaceae; 
ref|NR_025095.1 
e 2332775 233429 
ales; Strept 


ref |NR_025047.1 

2400924 240237 
etales; Streptos 
ref |NR_024973.1 
eae; Nocardiacea 
ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 
ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref|NR_024951.1 

2520665 252209 
udomonadales; P 


ref|NR_024950.1 

2522145 252361 
udomonadales; Ps 
ref|NR_024946.1 


acea 
ref 


e; Pseudomon 


Pseudomonas. 
Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 
Pseudomonas 

4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 


NR_024928.1 


Pseudomonas gessardii 


2554974 2556489 Pseudomonas gessardii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


32224 
strain CIP 105470 
Proteobacteria; G 
32224 
strain CIP 105259 
Proteobacteria; G 
32224 
strain CIP 105274 
Proteobacteria; G 
32224 
strain CFML 96-19 
Proteobacteria; G 
32224 
strain CIP 104664 
Bacteria; Proteob 
32224 
strain CIP 104883 
Bacteria; Proteob 
32224 
strain CFML 96-17 


Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2557018 2557056 16 54 gi 
16S ribosomal RNA, partial sequence 


2561644 2561682 16 54 gi 
16S ribosomal RNA, partial sequence 


2570777 2570815 16 54 gi 
16S ribosomal RNA, partial sequence 


2579898 2579936 16 54 gi 
8 16S ribosomal RNA, partial sequence 


2581464 2581502 16 54 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
2583034 2583072 16 54 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2584603 2584641 16 54 gi 
0 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


acteria; Gammaproteobacteria; Pseudomo 


219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 


Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 


ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae 


v 


32224 


strain CIP 105273 
Proteobacteria; 


32224 


Bacteria_16S 


G 
Bacteria_16S 


2595441 2595479 16 


2597007 2597045 16 


54 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


54 


219857271 
25949 
seudomonad 
219857270 
25965 


gi 


gi 


strain CIP 105460 
Bacteria; Proteob 
32224 
strain Se-1 16S r 


Deinococcus-Thermus; 
Bacteria_16S 


32224 
thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 

32224 
strain EPSA11 16S 
Bacteroidetes; Ba 
32224 
strain EHS11 16S 
Bacteroidetes; Ba 
32224 
okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 
32224 
psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 
32224 
minutisporangium 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2629373 2629407 21 55 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

2647709 2647747 16 54 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


2700102 2700136 21 55 

ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2701645 2701679 21 55 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2715034 2715072 16 54 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


gi 


2767456 2767510 1 55 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 

zia. 

2797572 2797626 1 55 gi 

strain IFO 15962 16S ribosomal RNA, pa 


2628913 26303 


2699606 27 


2701149 27 


nadales; P 
219857239 


Thermus. 
219857226 
quence 
; Thiotric 

219857188 

010 
ae; Prevot 
219857187 

026 
ae; Prevot 
219857178 
uence 
ria; Pseud 

219857139 
al sequenc 
ridae; Act 


219857118 
rtial sequ 


Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 


ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; Pseudomonas. 
ref|NR_024867.1| Thermus scotoductus 
81 Thermus scotoductus Bacteria; 


ref |NR_024854.1 
2647248 264867 
hales; Piscirick 


Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


ref|NR_024816.1| Prevotella salivae 
98 Prevotella salivae Bacteria; 
ella. 
ref|NR_024815.1| Prevotella shahii 
38 Prevotella shahii Bacteria; 
ella. 
ref|NR_024806.1 
2714566 271605 
omonadales; Mora 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Dietzia 
5 Dietzia 
rynebacterineae; 


ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


ref 
ence 


Cryptosporangium 
5 2798614 


NR_024746.1 
279714 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 
32224 
strain IFO 16238 
Actinobacteria; A 
32224 
strain IFO 16235 
Actinobacteria; A 
32224 
strain ATCC 13522 
Bacteria; Proteob 
32224 
strain ATCC 49968 
Bacteria; Proteob 
32224 
glycogenica strai 
Bacteria; Actinob 
Micropruina. 


Crypt 


Bacteria_16S 
Bacteria_16S 
16S ribosomal RNA, partial sequence 2839520 28410 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osporangiaceae; Cryptosporangium. 
2838434 2838468 21 55 gi 
ctinobacteridae; Actinomycetales; Micr 
2839993 2840027 21 55 gi 


ctinobacteridae; Actinomycetales; Micr 
2853900 2853938 16 54 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858583 2858621 16 54 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2898464 2898518 1 55 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


32224 


Bacteria_16S 


2919996 2920034 16 54 


16S ribosomal RNA, partial sequence 2837959 28394 


219856898 


ococcineae 
219856897 


ococcineae 
219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856857 
nce 28980 
ales; Prop 


219856843 


ref|NR_024717.1| Agromyces bracchium 
69 Agromyces bracchium Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 


; Microbacteriaceae; Agromyces. 
ref|NR_024707.1| Pseudomonas savastanoi 
33 2854934 Pseudomonas savastanoi 
seudomonadaceae; Pseudomonas. 
ref|NR_024704.1| Pseudomonas lundensis 
10 2859620 Pseudomonas lundensis 
seudomonadaceae; Pseudomonas. 
ref|NR_024676.1| Micropruina 

36 2899473 Micropruina glycogenica 
ionibacterineae; Nocardioidaceae; 
ref|NR_024662.1| Pseudomonas 


gi 


plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


2919511 2921008 Pseudomonas 


32224 


strain PCl 16S ri 
Proteobacteria; 


32224 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; 


32224 


strain IFO 15059 


32224 


multiseptatus str 
multiseptatus Bac 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Geodermatophilaceae; 


32224 


SPS-17 16S riboso 
Thermus; 


32224 


strain HN3-7 16S 


Bacteria_16S 


Deinococci; 
Bacteria_16S 


Deinococcus-Thermus; 


32224 


strain RF-4 16S r 


Bacteria_16S 


Deinococcus-Thermus; 


32224 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; 


32224 


strain 10371 16S 
Bacteroidetes; 


32224 


strain DSM 11363 
Proteobacteria; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


strain CCUG 32789A 1 


Bacteria; Actinob 
Actinomyces. 


32224 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


32224 


strain DSM 40297 


32224 


strain DSM 43377 


32224 


Bacteria_16S 


Noc 
Bacteria_16S 
16S 


Bacteria_16S 
16S 


Bacteria_16S 


dassonvillei subsp. 


Actinomycetales; 


32224 


Nocardiopsis 


Bacteria_16S 


strain DSM 8239 16S 


Firmicutes; 


32224 


fimetarium strain 


Bacteria_16S 
DS 


fimetarium Bacteria; 


32224 


strain DSM 2062 1 


32224 


radioresistens DS 
Bacteria; 


32224 


DSM 2403 16S ribo 
Proteobacteria; 


32224 


strain DSM 6964 1 
Proteobacteria; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


mal 


n DSM 44048 16S riboso 
ria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; N 


Clostridia; 


2974403 2974441 16 


2986584 2986638 1 


2988110 2988164 1 


3010830 3010884 1 


Modestobacter. 

3018419 3018453 21 
RNA, partial sequence 
Thermales; Thermaceae; 

3019939 3019973 21 


Deinococci; Thermales; 
3021464 3021498 21 


Deinococci; Thermales; 
3022970 3023024 1 


3145091 3145125 21 


Bacteroidales; 
3177116 3177154 16 


3224171 3224205 21 


6S ribosomal RNA, partial sequence 
acteria; Actinobacteri 


3255827 3255861 21 


ardiopsis. 
3257340 3257374 21 


ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actin 


3258852 3258886 21 


ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actin 


3260362 3260396 21 


albirubida strain DSM 40465 16S ribosomal RNA 


dassonvillei subsp. 


3275495 3275529 21 


ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Clostridiales; 
3277014 3277048 21 


M 8238 16S ribosomal RNA, partial sequence 
Clostridiales; 


Firmicutes; Clostridia; 
3394127 3394161 21 


3437265 3437303 16 


3438774 3438812 16 


3440284 3440322 16 


3441793 3441831 16 


54 


bosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


55 


55 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


55 


ain AA826 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


3017969 3019430 Thermus oshimai Bacteria; 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


55 gi|219846911 
Thermus. 
55 gi| 219846910 
3019481 30209 
Thermaceae; Thermus. 
55 gi|219846909 
3021006 30224 
Thermaceae; Thermus. 
55 gi| 219846908 


s strain Kd2 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 
Gordonia. 


55 


ribosomal RNA, partial sequence 


Bacteroidia; Prevotellaceae; 


54 


16S ribosomal RNA, partial sequence 3176631 31781 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


55 


dae; Actinomycetales; 


55 


mal RNA, partial sequence 


55 


omycetales; 


55 


omycetales; 


55 


55 


55 


55 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


54 


M 6976 16S ribosomal RNA, partial sequence 34368 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


54 


54 


6S ribosomal RNA, partial sequence 3439822 344 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


54 


gi|219846940 
2973936 29754 


gi| 219846932 


train NCIMB 13082 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


gi| 219846931 


gi| 219846916 


sequence 


gi|219846825 
3144616 31460 
Prevot 


gi| 219846803 


219846771 
32236 
Acti 


gi 


gi|219846750 


Actinomyc 


gi| 219846749 
Streptosporang 
gi| 219846748 


Streptosporang 
gi| 219846747 


Nocardiops 
gi| 219846737 
Acetobacte 


gi|219846736 


gi|219846649 
gi|219846618 


gi|219846617 


somal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


219846616 
12 


gi 


Actinomycetales; 


Actinomycetales; 


Eubacteriaceae; 


Moraxellaceae; 


ref |NR_026532.1 


ref |NR_026524.1 


298615 
ref 


NR_026523.1 


ref|NR_026508.1 
3010413 301189 


ref|NR_026503.1 
ref 


NR_026502.1 


ref|NR_026501.1 


ref|NR_026500.1 
3022528 302398 
tinomycetales; 
ref |NR_026417.1 


ella. 
ref|NR_026395.1 


aceae; Pseudomon 
ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
, partial sequen 


is. 
ref |NR_026329.1 
rium. 
ref|NR_026328.1 

3276555 327802 
Aceto 
ref|NR_026241.1 
; Brevibacteriac 
ref|NR_026210.1 
03 3438261 Acinet 
Ac 
ref|NR_026209.1 
Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
Acinetobacte 


gi|219846615 


haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
Pseudomonas. 


Rhodococcus 
6 2987629 Rhodococcus 


Corynebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 
Gordoniaceae; 


Skermania. 
Modestobacter 
4 Modestobacter 


Frankineae; 


Thermus oshimai strain 
Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Gordonia 
4 Gordonia 


Corynebacterineae; 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 

Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 
ocardiopsaceae; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 

3 Acetobacterium 
bacterium. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

r. 
Acinetobacter junii 
junii Bacteria; 

r. 


ref |NR_026207.1 
3441331 344279 


Acinetobacter 
0 Acinetobacter 


32224 Bacteria_16S 
baumannii strain 


3443303 3443341 16 


32224  Bacteria_16S 3472351 3472405 1 


strain DSM 43205 


32224 


DSM 30007 16S ribosomal RNA, 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


54 gi|219846614|ref|NR_026206.1| Acinetobacter 

complete sequence 3442841 3444299 Acinetobacter 
Pseudomonadales; Moraxellaceae; Acinetobacter. 

55 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
Nocardiaceae; Rhodococcus. 


Bacteria_16S 


3499620 3499674 1 


55 gi 


219846576 


strain NCFB 3026 
Fusobacteria; 


16S ribosomal RNA, partial sequence 3499171 35006 
Cetobacterium. 


32224 


strain B422 16S r 
Bacteroidetes; 


32224 


strain 3015 16S r 


32224 


strain USDA 1844 


32224 


strain FD 25934 1 


32224 


strain ROO1 16S r 
Proteobacteria; 


32224 


strain PG8 16S ri 
Tenericutes; Moll 


32224 


franzmannii strai 
Bacteria; 


32224 


strain B62 16S ri 


Fusobacteriales; 


Fusobacteriaceae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteroidetes; 


bosomal RNA, 


3572825 3572859 21 55 


ibosomal RNA, partial sequence 
Bacteroidia; 


Bacteroidales; 


3624154 3624208 1 55 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


3645665 3645703 23 61 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


3727356 3727410 1 55 


6S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 


3770445 3770479 21 55 


ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


3790003 3790041 16 54 


bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; 


3793074 3793108 21 55 


n 301 16S ribosomal RNA, partial sequence 
Flavobacteriale 


Flavobacteria; 
3809662 3809700 16 54 
complete sequence 


Prevotellaceae; 


gi| 219846527 
3572354 35738 


gi|219846489 
3623734 36252 


gi|219846474 


gi|219846416 
Streptosporang 


gi| 219846384 
3769978 37714 


gi|219846370 
3789540 37910 


219846368 
37926 


gi 


S; 
gi| 219846356 
3809177 38107 


Achol 


Flavobacter 


Proteobacteria; 
32224 
pelophila strain 
Bacteria; 


Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Thiotricha 


3838589 3838627 16 54 gi 
4B 16S ribosomal RNA, partial sequence 
ae 


seudomonad 
219846336 


38381 
es; Pis 


ref|NR_026168.1 
73 Cetobacterium 


ref|NR_026119.1 


ref|NR_026081.1 
17 Mycobacterium 


ref|NR_026066.1 


ref |NR_026007.1 
59 Actinomadura 
ineae; 
ref|NR_025975.1 
Ralstonia. 
ref|NR_025961.1 
15 Acholeplasma 
eplasma. 

ref|NR_025959.1 
iaceae; Pol 
ref |NR_025947.1 
aceae; Pseudomon 
ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 


Cetobacterium ceti 
ceti Bacteria; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 
Prevotella. 


Mycobacterium simiae 
simiae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Actinomadura macra 


macra Bacteria; 
Thermomonosporaceae; 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Polaribacter 


06 3794045 Polaribacter franzmannii 
aribacter. 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Thiomicrospira 
crospira pelophila 
; Thiomicrospira. 


32224 Bacteria_16S 3840077 38401311 


aggregatus strain 


Blastococcus. 
32224 Bacteria_16S 3876619 3876653 21 
strain Wai33 16S ribosomal RNA, partial 
Deinococcus-Thermus; Deinococci; 
32224 Bacteria_16S 3878139 3878173 21 


strain YT-1 16S ribosomal RNA, partial sequence 
Thermales; 


Deinococcus-Thermus; 
32224 Bacteria_16S 
strain IFO 15965 


Deinococci; 
3902744 3902798 1 


32224  Bacteria_16S 3905875 3905913 16 


oryzihabitans strain L-1 16S ribosomal RNA, 


oryzihabitans Bacteria; 
Pseudomonas. 
32224 Bacteria_16S 


Proteobacteria; 


4022190 4022228 16 


alimentarius strain JG-100 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


alimentarius Bacteria; 
Psychrobacter. 
32224 Bacteria_16S 
strain 20-5 16S r 


Proteobacteria; 


4023670 4023704 21 


32224 Bacteria_16S 4061421 4061455 21 


strain YIM 90010 


B15 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermales; 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846335 
38396 


55 gi 
partial sequence 


Fran 
55 gi| 219846311 
sequence 3876152 38776 
Thermaceae; Thermus. 
55 gi| 219846310 
3877677 38791 
Thermaceae; Thermus. 
55 gi| 219846293 
cr 
54 gi|219846291 
complete sequence 
Gammaproteobacteria; Pseu 
54 gi|219846208 
equence 


Pseud 


55 gi| 219846207 
4023267 40246 
55 


gi|219846178 


Streptosporang 


ref|NR_025925.1] Blastococcus 
32 3841072 Blastococcus aggregatus 
kineae; Geodermatophilaceae; 


ref|NR_025901.1| Thermus filiformis 
26 Thermus filiformis Bacteria; 


ref|NR_025900.1| Thermus aquaticus 
46 Thermus aquaticus Bacteria; 


ref|NR_025883.1| Cryptosporangium arvum 
83 Cryptosporangium arvum Bacteria; 
yptosporangiaceae; Cryptosporangium. 
ref|NR_025881.1] Pseudomonas 

3905392 3906918 Pseudomonas 
domonadales; Pseudomonadaceae; 


ref|NR_025798.1| Psychrobacter 
4021723 4023216 Psychrobacter 
omonadales; Moraxellaceae; 


ref|NR_025797.1| Agromyces salentinus 
47 Agromyces salentinus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_025768.1| Nocardiopsis salina 
36 Nocardiopsis salina Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 


32224 


Bacteria_16S 


4073536 4073590 1 


55 gi 


219846170 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 
32224 


Bacteria_16S 
tainanensis strain S1 16S ribosomal RNA, 


strain HSC68 16S ribosomal RNA, partial s 
Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 

4100707 4100741 21 


55 gi 
complete sequence 


219846152 


equence 
e; Acti 


ref|NR_025760.1 
4073095 407456 
nomycetales; Cor 


ref 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Chitinibacter 


NR_025742.1 


4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 


32224 Bacteria_16S 4106799 4106837 16 54 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

32224 Bacteria_16S 4112875 4112909 21 55 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

32224 Bacteria_16S 4120428 4120462 21 55 gi|219846137|ref|NR_025727.1| Brevibacterium celere 


strain KMM 3637 1 
32224 
Nocardiopsaceae; 


32224 
strain C3H-21 16S 


Bacteria_16S 


4216768 4216802 21 55 gi 


Nocardiopsis. 
4243917 4243962 10 55 
ribosomal RNA, partial sequence 


gi 


in 66/93 16S ribosomal RNA, partial sequence 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; 


4243475 42448 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Bacteria_16S 
umidischolae stra 


219846063 


219722939 


Actinomyceta 


73 Brevibacterium celere Bacteria; 

Brevibacteriaceae; Brevibacterium. 

ref|NR_025653.1| Nocardiopsis 
4216320 4217772 Nocardiopsis 

les; Streptosporangineae; 


ref|NR_024571.1| Brachybacterium muris 
83 Brachybacterium muris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 

32224 Bacteria_16S 16993 17026 22 55 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 

strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

32224 Bacteria_16S 29276 29309 22 55 gi|265679044|ref|NR_029352.1| Lactobacillus 

amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 

amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

32224 Bacteria_16S 30850 30883 22 55 gi|265679043|ref|NR_029351.1| Facklamia sourekii 

strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

32224 Bacteria_16S 94176 94209 22 55 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 

strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

32224 Bacteria_16S 164397 164430 22 55 gi| 265678953 |ref|NR_029261.1| Lactobacillus 

sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 

sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

32224 Bacteria_16S 297061 297106 10 55 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 

strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

32224 Bacteria_16S 303009 303048 16 55 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 

strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

32224 Bacteria_16S 380235 380268 22 55 gi| 265678801 |ref|NR_029106.1| Lactobacillus 

delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 
Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 

Lactobacillus. 

32224 Bacteria_16S 407927 407960 22 55 gi| 265678783 |ref|NR_029088.1| Thermovibrio 

ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 

ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

32224 Bacteria_16S 411034 411067 22 55 gi|265678780|ref|NR_029085.1| Lactobacillus 

saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 

saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

32224 Bacteria_16S 412634 412667 22 55 gi|265678779|ref|NR_029084.1| Lactobacillus 

gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 

gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

32224 Bacteria_16S 414238 414271 22 55 gi| 265678778 |ref|NR_029083.1| Lactobacillus 

kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 

kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

32224 Bacteria_16S 455889 455922 22 55 gi| 265678747 |ref|NR_029052.1| Streptococcus 

oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 

oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

32224 Bacteria_16S 478532 478577 10 55 gi|265678732|ref|NR_029037.1| Mycobacterium 

brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 

brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacteriaceae; Mycobacterium. 

32224 Bacteria_16S 497096 497129 22 55 gi|265678720|ref|NR_029025.1| Streptococcus 

halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 

halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

32224 Bacteria_16S 512440 512473 22 55 gi|265678710|ref|NR_029015.1]| Streptococcus 

devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 

devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

32224 Bacteria_16S 603429 603462 22 55 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 

strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 

Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

32224 Bacteria_16S 617263 617308 10 55 gi|265678640|ref|NR_028945.1| Mycobacterium 


holsaticum strain 1406 16S ribosomal RNA, partial sequence 


616795 618320 Mycobacterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
32224 Bacteria_16S 
botniense strain 


713817 713862 10 


Mycobacterium. 


32224 Bacteria_16S 772539 772572 22 


55 


55 


gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


265678573 


265678531 


suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 


suicloacalis Bacteria; 
32224 Bacteria_16S 


Firmicutes; 
775694 775727 22 


Lactobacillales; 


55 


strain HKU4 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; 
32224 Bacteria_16S 807931 807964 22 
ingluviei strain 
Bacteria; Firmicutes; 
32224 Bacteria_16S 


Lactobacillales; 
880576 880629 1 


strain NRRL B-16137 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Lentzea. 


32224 Bacteria_16S 889718 889763 10 


Streptococcaceae; 


55 


54 


55 


gi 


775183 776694 Streptococcus 


Car 


265678529 


Streptococcus. 


gi 


KR3 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


gi 


gi 


265678507 


265678458 


265678451 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 


catellatispora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
915953 915986 22 


Thermomonosporaceae; 
32224 Bacteria_16S 


intermedius strain 1877 16S ribosomal RNA, partial sequ 


Bacteria; Firmicutes; 
32224 Bacteria_16S 

salivarius strain 
salivarius Bacteria; Firmicutes; 
32224 Bacteria_16S 1020492 1020525 22 
strain SK3 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 

32224  Bacteria_16S 1022045 1022078 22 


Lactobacillales; 
932953 932986 22 


pneumoniae strain ATCC 33400 16S ribosomal RNA, complet 
pneumoniae Bacteria; Firmicutes; Lactobacillales; 


32224 Bacteria_16S 1023616 1023649 22 
strain NS51 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
32224 Bacteria_16S 1049601 1049634 22 


HO 66 16S ribosomal RNA, 


55 


55 


gi 


Streptococcaceae; 


gi 


265678434 


265678423 


complete sequence 


Lactobacillales; 


55 


complete sequence 
Streptococcaceae; 


55 


55 


complete sequence 
Streptococcaceae; 


55 


gi 


1019984 1021495 Streptococcus 


Lacto 


265678364 


Streptococcus. 


gi 


gi 


Strep 


265678363 


265678362 


1023111 1024630 Streptococcus 


Streptococcus. 


gi 


265678345 


lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 


lithotrophicum Bacteria; Aquificae; Aquificales; Desulf 


32224 Bacteria_16S 
strain I-273 16S 
Firmicutes; 
32224 


1117356 1117389 22 


Lactobacillales; 
Bacteria_16S 1123469 1123502 22 


strain Kx146A4 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Firmicutes; 
32224 


Lactobacillales; 
Bacteria_16S 1170284 1170329 10 


55 


ribosomal RNA, partial sequence 
Streptococcaceae; 


55 


55 


DSM 43833 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermobispora. 


32224  Bacteria_16S 1224654 1224687 22 


gallinaceus strain CCUG 42692 16S ribosomal RNA, partia 
Lactobacillales; 


gallinaceus Bacteria; 
32224 Bacteria_16S 


Firmicutes; 
1241412 1241445 22 


azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partia 
azorense Az-Ful Bacteria; Aquificae; Aquificales; 


32224 Bacteria_16S 1322889 1322922 22 


55 


55 


55 


gi 


265678297 


1116890 1118282 Streptococcus 


Streptococcus. 


gi 


224581425 


1122944 1124463 Lactobacillus 


Lactobacillus. 


gi 


1169826 1171294 Thermobispora 
Pseudonocardineae; 


gi 


gi 


gi 


dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; Streptococcus. 


32224 Bacteria_16S 1389609 1389646 22 59 gi| 228716586 |ref|NR_027553.1 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 139049 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibriona 
Bdellovibrio. 

32224 Bacteria_16S 1410501 1410534 22 55 gi|224581432|ref|NR_027214.1 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 141148 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Strepto 
32224 Bacteria_16S 1472884 1472917 22 55 gi|224581402|ref|NR_024882.1 


AMMD 16S ribosomal RNA, partial sequence 


complex. 


Stre 


Hydro 


228719618 


219878314 


219878120 


228715345 
ribosomal 


nobacteriaceae; 


Actinomycetales; 


Streptococcus; 


bacillaceae; 


e sequence 
tococcaceae; 


urobacteriaceae; 


1 sequence 
ptococcaceae; 


1 sequence 
genothermaceae; 


ref |NR_028878.1 


ref |NR_028833.1 


ref|NR_028810.1 


ref |NR_028760.1 


ref|NR_028753.1 
889276 890727 


ref |NR_028736.1 


ref|NR_028725.1 
932436 934005 


ref|NR_028666.1 


ref|NR_028665.1 

1021546 102306 
Streptococcus 
ref|NR_028664.1 


NR_028647.1 
1049100 105058 
Balneariu 


ref |NR_028598.1 


ref |NR_027206.1 


ref |NR_027583.1 


P 


ref|NR_025453.1 

1224170 122567 
Streptococcu 
ref|NR_025259.1 

1240965 124241 
Sulfurihyd 
NR_027517.1 
partial seq 


ref 
RNA, 


Lactobacillus. 


Mycobacterium 


713359 714869 Mycobacterium botniense 


Corynebacterineae; Mycobacteriaceae; 


ref |NR_028835.1| Atopostipes 
772034 773579 Atopostipes 
Atopostipes. 


Streptococcus sinensis 
sinensis Bacteria; 


Lactobacillus 


807412 808917 Lactobacillus ingluviei 
Lactobacillus. 


Lentzea californiensis 


880129 881579 Lentzea californiensis 


Pseudonocardineae; Actinosynnemataceae; 


Actinomadura 
Actinomadura 


Streptosporangineae; 


Streptococcus 


ence 915445 916988 Streptococcus intermedius 
Streptococcus anginosus group. 


Lactobacillus 
Lactobacillus 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 

0 Streptococcus 
Streptococcus mitis 

mitis Bacteria; 


Balnearium 
0 Balnearium 
m. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Streptococcus 

1 Streptococcus 

Ss. 

Sulfurihydrogenibium 

1 Sulfurihydrogenibium 
rogenibium. 
Streptococcus 

uence 1322385 1323890 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Streptococcus 

6 Streptococcus 

coccus. 

Burkholderia ambifaria 


1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 


32224 
strain ATCC 25258 
Bacteria; 
32224 
strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


32224 
subsp. ruminatoru 
equi subsp. rumin 
32224 
strain DSM 44222 


32224 
moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 
32224 
strain ATCC 19645 
Firmicutes; Lacto 
32224 
intestinalis stra 
intestinalis Bact 
32224 
strain DSM 5661 1 
Firmicutes; Lacto 
32224 
strain TMW 1.666 
Bacteria; Firmicu 
32224 
elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 
32224 
lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 
32224 
johnsonii strain 
johnsonii Bacteri 
32224 


thermolithotrophu: 
32224 
aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 
32224 
strain ATCC 51384 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


32224 
aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 
32224 
strain ATCC 29178 
Firmicutes; Lacto 
32224 
strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 

32224 
NRRL B-24104 16S 


32224 
chloromethanicum 
chloromethanicum 
Hyphomicrobium. 

32224 
didelphis strain 

didelphis Bacteri 
32224 


Bacteria_16S 


Firmicu 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
thermolithotrophu: 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1525771 1525804 22 55 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1539442 1539487 10 55 gi 
38 16S ribosomal RNA, partial sequence 


1609296 1609329 22 55 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1727971 1728016 10 55 gi 


1731020 1731065 10 55 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1744863 1744896 22 55 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1837449 1837482 22 55 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1839012 1839045 22 55 gi 


bacillales; Lactobacillaceae; Lactobac 
1943926 1943959 22 55 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2052338 2052383 10 55 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

2079813 2079858 10 55 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 

2082973 2083006 22 55 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2087526 2087559 22 55 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2099587 2099632 10 55 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2136010 2136055 10 55 gi 
16S ribosomal RNA, partial sequence 


2173807 2173852 10 55 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2258849 2258882 22 55 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2324241 2324281 15 55 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2342210 2342255 10 55 
ribosomal RNA, partial sequence 


gi 


2399866 2399907 20 61 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


2416865 2416898 22 55 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


6S ribosomal RNA, partial sequence 1838512 18400 


Ac 


nc 
al 


ne 


e; 


oc 


al 


2341772 23432 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


do 


se 
ac 


oc 


219857499 
15252 
Lactobac 
219857376 
15389 
donocardin 
219878470 
partial se 
llales; St 
219878389 


’ 


nebacterin 
219878387 
sequence 
Actinomyc 


219878377 
17443 
occus. 
219878310 
sequence 
tobacillac 
219878309 


illus. 
219878232 
19433 
; Lactobac 
219878157 
sequence 
tinomyce 


219878136 
sequence 
Actinomy 


, 


219878134 
sequence 

acillaceae 
219878131 
1 sequence 
sulfurobac 
219878122 
e 20991 
es; Prop 


, 


219857644 
21355 
bacterin 
219857619 
sequence 


219857560 
22583 
cus. 
219857513 
23238 
Cory 


4 


6 


es; 
219857500 


nocardin 
219857460 
quence 
teria; R 
219857448 
sequence 
occaceae 


, 


2423016 2423049 22 55 gi 


219857443 


sublithincola strain QSSC9-3 16S ribosomal RNA, partial sequence 


sublithincola Bac 


teria; Bacteroidetes; Flavobacteria; 


Flavobacteriales; 


ref 


89 1526784 Lacto 
illu 


ref 


86 1540484 Cross 
eae; 


ref 


quen 
rept 


ref 


13 Mycobacterium 
eae; 


ref 
zl 


etal 


ref 


69 1745812 Strep 


ref 


ref 


21 Lactobacillus 


ref 


98 1944958 Lacto 
illu 
ref 

2051875 20533 
tale 


ref 
2079371 20808 
ceta 


ref 
2082477 20839 


1836949 18384 
eae; 


NR_025087.1 


Ss. 
NR_024964.1 


Pseudonoca 
NR_025609.1 
ce 16088 
ococcaceae; 
NR_025528.1 


Mycobacter 
NR_025526.1 
730570 17320 
es; Coryneb 


NR_025516.1 


NR_025449.1 


Lactobacil 
NR_025448.1 


NR_025371.1 


Ss. 
NR_025296.1 
9 
Ss; Coryneba 
NR_025275.1 
7 
les; Propio 


NR_025273.1 
6 


b 


i 


r 


6 


i 


6 


a 


tb 


6 


1 


b 


Cc 


n 


ref 
teri 
ref 
38 2100621 Nocar 
ioni 
ref 
74 2137022 Mycob 
eae; 
ref 


Actinomycet 


ref 


ref 
neba 
ref 
43 Crossiella equi Bacteria; 
eae; 
ref 


hizo 


ref 


ref 


ctobacillus 
NR_025270.1 
2087053 208849 
aceae; Desul 
NR_025261.1 
d 


bacterineae; 


La 


NR_025233.1 
a 
Mycobacteri 
NR_025208.1 
173451 217485 
ales; Coryne 


2 


NR_025148.1 
5 2259880 Strept 


NR_025101.1 
7 2325209 Coryne 
cterineae; C 


NR_025088.1 


Pseudonocar 
NR_025048.1 
2399427 240087 
biales; Hyph 


NR_025036.1 
2416361 241786 
Streptococcus. 


Lactobacillus jensenii 
acillus jensenii 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 

Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 

Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Mycobacterium 
1 Mycobacterium 
terineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Lactobacillus 
3 Lactobacillus 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Rhodococcus 

9 Rhodococcus 
bacterineae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Crossiella equi strain 


diaceae; Crossiella. 
Hyphomicrobium 

3 Hyphomicrobium 
omicrobiaceae; 


Streptococcus 
5 Streptococcus 


NR_025031.1 
2422553 242399 
Flavobact 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 


32224 
strain BD-87 16S 
Firmicutes; 
32224 
olivapovliticus s 
olivapovliticus B 


Bacteria_16S 


Bacil 
Bacteria_16S 


2426063 2426100 16 53 

ribosomal RNA, partial sequence 
lales; Planococcaceae; 
2448660 2448693 22 


gi 
Viridibacillus. 


55 gi 


acteria; Firmicutes; Lactobacillales; 


219857441 
2425586 24269 


219857420 


ref |NR_025029.1 


ref|NR_025008.1 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Alkalibacterium 


train WW2-SN4a 16S ribosomal RNA, partia 
Ca 


1 sequence 2448175 24496 
rnobacteriaceae; 


81 Alkalibacterium 
Alkalibacterium. 


32224 


strain CCUG 43179 
Bacteria; 


32224 


orisratti strain 


Bacteria_16S 


Bacteria_16S 


orisratti Bacteria; 


32224 


parasanguinis str 
parasanguinis ATC 


32224 


sanguinis strain 


Bacteria_16S 


Bacteria_16S 


sanguinis Bacteria; 


32224 


psychrotolerans s 
psychrotolerans B 


32224 


kitasatonis strai 
kitasatonis Bacte 


32224 


psychrotolerans s 
psychrotolerans B 


32224 


acidipiscis strai 
acidipiscis Bacte 


32224 


strain GTC848 16S 
Firmicutes; 


32224 


strain 176 16S ri 
Firmicutes; 


32224 


strain STR Tl 16S 
Firmicutes; 


32224 


fornicalis strain 
fornicalis Bacter 


32224 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


32224 


tabacinasalis str 
tabacinasalis Bac 


32224 


strain S369-98-1 
Firmicutes; 


32224 


thoraltensis stra 
Bacteria; 


32224 


strain DSM 6035 1 
Firmicutes; 


32224 


strain DSM 4864 1 
Firmicutes; 


32224 
strain 


32224 


strain R91/1468 1 
Firmicutes; 


32224 


: DSM43338 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Firmicutes; 


Firmicutes; 


Firmicutes; 


acteria; 


ria; 


acteria; 


ria; 


Lactobacillales; 


Lactobacillales; 


Lactobacillales; 


ia; 


Lactobacillales; 


Firmicutes; 


Lactobacillales; 


Lactobacillales; 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


2465293 2465326 22 


Lactobacillales; 
2495400 2495433 22 


2664025 2664058 22 


2665587 2665620 22 


2680739 2680772 22 


Firmicutes; 
2704621 2704654 22 


Firmicutes; 
2731874 2731907 22 


Firmicutes; 
2836997 2837030 22 


Firmicutes; 


2924596 2924629 22 


2962171 2962204 22 


2963720 2963753 22 


3009430 3009463 22 


Firmicutes; 
3012397 3012442 10 


3047387 3047420 22 

Firmicutes; 
3064145 3064178 22 
3216557 3216590 22 
Lactobacillales; 
3304549 3304582 22 
3306089 3306122 22 
3473895 3473940 10 


3600372 3600405 22 


3607948 3607993 10 


Firmicutes; 


55 


55 


55 


55 


55 


55 


55 


55 


55 


ribosomal RNA, partial sequence 
Streptococcaceae; 


55 


bosomal RNA, partial sequence 
Streptococcaceae; 


55 


ribosomal RNA, partial sequence 
Streptococcaceae; 


55 


55 


55 


55 


55 


55 


55 


55 


55 


55 


gi 


complete sequence 
Lactobacillaceae; 


gi 


ATCC 700640 16S ribosomal RNA, partial 
Lactobacillales; 


gi 


Lactobacil 


gi 


ATCC 10556 16S ribosomal RNA, partial 
Lactobacillales; 


gi 


train IDR2-2 16S ribosomal RNA, partial 
Lactobacillales; 


gi 


n JCM 1039 16S ribosomal RNA, partial 


Lactobacillales; Lactobacillaceae; 


gi 


train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


gi 


n FS60-1 16S ribosomal RNA, partial sequence 


Lactobacillales; Lactobacillaceae; 


gi 
29 


Streptococcus. 


gi 
29 


Streptococcus. 


gi 
29 


Streptococcus. 


TV1018 16S ribosomal RNA, partial sequence 
Lactobacillales; 


219857406 
24647 


219857386 
sequence 


Streptococcaceae; 


219857214 


ain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 26650 
C 15912 Bacteria; 


lales; 
219857213 
sequence 


Streptococcaceae; 


219857202 


219857185 
sequence 


219857166 
sequence 


219856899 


219856840 


24131 29254 


219856815 
61676 29631 


219856814 
63222 29647 


Streptococcaceae; 


sequence 
Carnobacteriaceae; 


Carnobacteriaceae; 


ref|NR_024994.1 


ref|NR_024974.1 
2494920 249625 
Streptococcus. 
ref|NR_024842.1 
3 
ref|NR_024841.1 
4 
Streptococcus. 
NR_024830.1 
2680270 268176 


ref|NR_024813.1 
2704122 270562 


ref|NR_024794.1 

2731401 273285 
Marinil 
NR_024718.1 
2836503 283790 


ref |NR_024659.1 
69 Streptococcus 


ref|NR_024634.1 
71 Streptococcus 


ref|NR_024633.1 
20 Streptococcus 


Lactobacillus mucosae 


63 2466330 Lactobacillus mucosae 
Lactobacillus. 


Streptococcus 
6 Streptococcus 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Alkalibacterium 
1 Alkalibacterium 


Alkalibacterium. 


Lactobacillus 
7 Lactobacillus 


Lactobacillus. 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Lactobacillus 

8 Lactobacillus 


Lactobacillus. 


Streptococcus peroris 
peroris Bacteria; 


Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


gi|219846917|ref|NR_026509.1| Lactobacillus 
3008942 3010362 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
gi|219846915|ref|NR_026507.1| Marmoricola 


n BC361 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 


gi 


ain GF112B 16S ribosomal RNA, partial 


teria; Lactobacillales; Aerococcacea 


gi 


16S ribosomal RNA, partial sequence 3063651 30650 


Streptococcaceae; Streptococcus. 


gi 


in S69 16S ribosomal RNA, partial sequence 32160 
Streptococcaceae; 


gi 


6S ribosomal RNA, partial sequence 3304055 33055 


Lactobacillaceae; Lactobacil 


gi 


6S ribosomal RNA, partial sequence 3305595 33071 


Lactobacillaceae; Lactobacil 


gi 


complete sequence 


gi 


6S ribosomal RNA, partial sequence 3599877 36013 
Lactobacillales; Carnobacteriaceae; Dolosigranulum. 
Bacteria_16S 


(ope 


Actinomyc 


219846890 
sequence 


219846879 


219846776 


Streptoc 
219846718 


lus. 
219846717 


lus. 
219846593 
34734 


219846506 


3011945 301344 
etales; Propioni 


ref |NR_026482.1 

3046902 304840 
e; Facklamia. 
ref|NR_026471.1 
27 Streptococcus 


ref|NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026098.1 


219846500 


hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


1 Marmoricola 
bacterineae; 


Facklamia 

3 Facklamia 
Streptococcus ovis 
ovis Bacteria; 


Streptococcus 
ococcus thoraltensis 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


ref|NR_026092.1 
3607525 360892 


Mycobacterium 
0 Mycobacterium 


32224 Bacteria_16S 
strain NCFB 2890 
Firmicutes; Lactobacillales; 
32224  Bacteria_16S 3721394 3721439 10 
hassiacum strain 


3613986 3614019 22 


Mycobacterium. 
32224 Bacteria_16S 
strain Td-21 16S 


3855239 3855284 10 


32224 Bacteria_16S 3861274 3861307 22 


F275 16S ribosomal RNA, partial sequence 


Lactobacillales; 
32224 


Lactobacillaceae; 
Bacteria_16S 4117360 4117393 22 


55 


55 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


55 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


55 


3860745 3862279 Lactobacillus reuteri 
Lactobacillus. 


55 


strain ON59 16S ribosomal RNA, partial sequence 


Firmicutes; 
32224 Bacteria_16S 


Lactobacillales; 
4242408 4242441 22 


marimammalium strain M54/01/1 16S ribosomal RNA, partia 
Lactobacillales; 


marimammalium Bacteria; 
32224 Bacteria_16S 


Firmicutes; 
452 492 


15 


Streptococcaceae; 


55 


55 


gi| 219846496 


16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus 
Carnobacteriaceae; Alloiococcus. 


gi|219846420 


gi|219846325 


gi| 219846321 


gi| 219846139 


4116858 4118354 Streptococcus 


Streptococcus. 
gi|219846040 


gi| 265679063 


cyanea strain NA134 16S ribosomal RNA, partial sequence 1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 


32224 Bacteria_16S 1991 2031 15 


azurea strain NA128 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 
32224 Bacteria_16S 
conspicuum strain 


107931 107971 15 


Mycobacteriaceae; Mycobacterium. 


32224 


1787 16S ribosoma 
Firmicutes; 


32224 


Bacteria_16S 


Bacteria_16S 


184143 184183 15 


1 RNA, partial sequence 
Clostridia; 


Clostridiales; 
218079 218123 12 


limnophilus strain Mu 290 16S ribosomal RNA, 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; 


Planctomyces. 
32224 Bacteria_16S 
strain ATCC 51131 


333678 333718 15 


Mycobacterium. 
32224 Bacteria_16S 
strain Met-12 16S 
Thermotogae; 
32224 


451138 451182 20 


Thermotogales; 
Bacteria_16S 530679 530719 15 


strain FI-0169 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Mycobacterium avium complex (MAC). 


32224 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


32224 


IMMIB R-145 16S r 


32224 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


32224 


strain SL24 16S r 
Thermotogae; 


32224 


strain gM-1 16S r 


32224 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Thermotogales; 


538318 538358 15 


544371 544411 15 


580792 580832 15 


614140 614184 20 


712263 712303 15 


777193 777233 15 


783388 783428 15 


55 


55 


Clostridiaceae; 


265679062 
1539 


gi 


gi| 265678990 


3895/92 16S ribosomal RNA, partial sequence 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; 


3720952 3722442 Mycoba 
Corynebacterineae; M 


3854781 38562 


1 sequence 


Streptococcaceae; 


Pseudonocardineae; P 


Pseudonocardineae; P 


Actinomycetales; 


ref|NR_026088.1 


ref|NR_026011.1 


ref|NR_025915.1 
; Azoarcus. 
ref|NR_025911.1 


ref|NR_025729.1 


ref|NR_025630.1 
4241925 424342 
Streptococ 
ref|NR_029371.1 
1489 Saccha 


ref |NR_029370.1 
3029 


ref|NR_029298.1 
107522 108917 


Alloiococcus otitis 


otitis Bacteria; 


Mycobacterium 


cterium hassiacum 
ycobacteriaceae; 


Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 


Lactobacillus reuteri 
Firmicutes; 


Bacteria; 


Streptococcus minor 
minor Bacteria; 


Streptococcus 


4 Streptococcus 
cus. 


Saccharomonospora 


romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 


Saccharomonospora azurea 
seudonocardiaceae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


55 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 

183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Clostridium. 

56 gi| 265678917 |ref|NR_029225.1| Planctomyces 

complete sequence 217606 219133 Planctomyces 


55 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Thermotogaceae; 


63 gi| 265678753 

450666 45216 
Petrotoga. 

55 gi| 265678698 


55 


train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


55 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


55 


in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 


ibosomal RNA, partial sequence 
Thermotogaceae; 


gi| 265678838 


265678693 
sequence 


gi 


gi| 265678689 


Planctomycetales; 


530243 531694 Mycobacterium 
nebacterineae; 


ref|NR_029143.1 


ref|NR_029058.1 


ref|NR_029003.1 


Planctomycetaceae; 


Mycobacterium celatum 
333245 334704 Mycobacterium celatum 
Corynebacterineae; Mycobacteriaceae; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Mycobacterium chimaera 


chimaera Bacteria; 


Mycobacteriaceae; Mycobacterium; 


Actinomycetales; 


ref |NR_028998.1| Mycobacterium 

537853 539333 Mycobacterium 
Corynebacterineae; 
ref 


NR_028994.1| Nocardia puris strain 


543951 545424 Nocardia puris Bacteria; 


265678665 
sequence 


gi 


nebacterineae; 


Nocardiaceae; Nocardia. 
ref|NR_028970.1| Mycobacterium 
580337 581817 Mycobacterium 


; Actinomycetales; Corynebacterineae; 
63 gi|265678642|ref|NR_028947.1| Petrotoga olearia 
613678 615152 Petrotoga olearia Bacteria; 
Petrotoga. 
55 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


55 


train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 
Gordonia. 


55 


711792 713308 Mycobacterium 
nebacterineae; 


265678528 
sequence 


gi 


gi| 265678523 


satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 


satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


Actinomycetales; 


caprae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref |NR_028832.1| Gordonia 

776745 778221 Gordonia 
Corynebacterineae; 


ref|NR_028827.1| Shuttleworthia 
782926 784381 Shuttleworthia 
Shuttleworthia. 


32224 Bacteria_16S 


789439 789479 15 


55 


strain J72 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


32224 Bacteria_16S 


zijingensis strain 6330 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 
32224 Bacteria_16S 


815541 815581 15 


854885 854925 15 


55 


55 


gi 


789013 79048 
nebacterineae; 


gi 


gi 


265678519 


265678502 


265678475 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 


microaerophilum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 


32224 Bacteria_16S 


strain IEGM 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


32224 Bacteria_16S 


917502 917542 15 


919067 919107 15 


55 


55 


strain 213E 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


32224 Bacteria_16S 
strain IFM 10035 


32224 Bacteria_16S 


1038781 1038821 15 


1040290 1040330 15 


55 


55 


gi 


917039 91855 
nebacterineae; 


gi 


Cory 


265678433 


265678432 


918602 92011 


gi 


gi 


Cory 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678351 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


32224 Bacteria_16S 


1041828 1041868 15 


55 


gi 


265678350 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


32224 Bacteria_16S 
strain IFM 10084 


32224 Bacteria_16S 
strain YZ-96 16S 


32224 Bacteria_16S 


1043388 1043428 15 


1044944 1044984 15 


1052520 1052560 15 


55 


55 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


55 


gi 


gi 


265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678348 


1044481 10459 


gi 


Cory 


265678342 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


32224 Bacteria_16S 


multipartita DSM 44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nakamurella. 
32224 Bacteria_16S 


1161178 1161218 15 


1199049 1199089 16 


55 


55 


DSM 18053 16S ribosomal RNA, partial sequence 


Bacteria; 


32224 Bacteria_16S 


mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 


15897 Bacteria; 


32224 Bacteria_16S 


Bacteroidetes; 


Sphingobacteria; 
1206663 1206699 16 


1245904 1245944 15 


Sphingobacteriales; 


52 


55 


strain 13.4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


32224 Bacteria_16S 
strain CBS 107.95 


32224 Bacteria_16S 


1262301 1262329 27 


1325929 1325969 15 


55 


55 


YIM 30243 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


32224 Bacteria_16S 


1335131 1335175 20 


63 


strain SJ95 16S ribosomal RNA, partial sequence 


Thermotogae; 


32224 Bacteria_16S 


Thermotogales; 


1350440 1350480 15 


Thermotogaceae; 


55 


DSM 43247 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


32224 Bacteria_16S 
strain L1-82 16S 
Bacteria; Firmicutes; 
32224 Bacteria_16S 

glauca strain K62 


Saccharomonospora. 
32224 Bacteria_16S 
subsp. 
subsp. 
Mycobacteriaceae; 
32224 


Bacteria_16S 


subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 


1383576 1383616 15 


Clostridia; 
1416545 1416585 15 


1475921 1475961 15 


1507653 1507692 16 


55 


ribosomal RNA, partial sequence 
Clostridiales; 


55 


55 


55 


gi 


gi 


228721225 
11607 


228715480 


1198618 12000 


gi 


gi 


228715354 
12061 


Firmicutes; Erysipelotrichi; Erysipelotrichales; 


219857484 


1245479 12468 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219846681 
12618 


219846136 


1325499 13269 


gi 


228721489 


1334683 13361 


Petrotoga. 


gi 


228720546 


1349993 13514 


gi 


228716944 


1383100 13845 
Lachnospiraceae; 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


224581447 
14160 


219878445 


avium strain DSM 44156 16S ribosomal RNA, partial sequence 
avium Bacteria; Actinobacteria; Actinobacteridae; 


219846303 


Pseudonocardineae; 


Actinomycetales; 


nebacterineae; 


omycetales; Frankineae; Na 


donocardineae; 


Corynebacterineae; 


Corynebacterineae; 


Pseudonocardineae; 


Actinomycetales; 
Mycobacterium; Mycobacterium avium complex (MAC). 


ref|NR_028823.1 


ref|NR_028805.1 


ref |NR_028778.1 
854408 855931 


ref|NR_028735.1 


ref |NR_028734.1 


ref|NR_028654.1 
Nocardiacea 
ref|NR_028653.1 
Nocardiacea 
ref |NR_028652.1 
Nocardiacea 
ref|NR_028651.1 
Nocardiacea 
ref|NR_028650.1 
Nocardiacea 
ref |NR_028644.1 
Nocardiacea 
ref |NR_027604.1 
39 1162206 Nakamu 


ref|NR_027533.1 


ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025072.1 
80 Amycolatopsis 
Pseudonocar 
ref |NR_026273.1 
51 1263306 Dietzi 
D 
ref|NR_025726.1 
44 Nocardia alba 
Nocardiacea 


ref |NR_027612.1 


ref|NR_027594.1 
G 
ref|NR_027557.1 
Roseburia. 
ref|NR_027229.1 
93 1417582 Saccha 
P 


ref|NR_025584.1 
1475465 147693 
Coryneb 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
Gordoniaceae; 


Gordonia. 
Pseudonocardia 


ence 815109 816530 Pseudonocardia zijingensis 
Pseudonocardiaceae; 


Propionibacterium 
Propionibacterium 


Propionibacterineae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
Gordoniaceae; 


Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 
Gordoniaceae; 


Gordonia. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
nebacterineae; 


e; Nocardia. 
Nakamurella 

rella multipartita DSM 
kamurellaceae; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 
Flexibacteraceae; D 


yadobacter. 
Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Nocardia alba strain 
Bacteria; 

e; Nocardia. 

Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


ref |NR_025893.1 


150715 


Neisseria elongata 
8 1508633 Neisseria 


elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Neisseria. 
32224 
pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 
32224 
philippinense str 
philippinense Bac 
Pseudonocardiacea 
32224 


aridum subsp. lar 


Kibdelosporangium aridum subsp. 


Actinomycetales; 
32224 
strain R5292 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1521107 1521147 15 55 


gi 


gum strain SKF-AAD-609 16S ribosomal R 


Pseudonocardineae; Pseudonocardiaceae; 
1682210 1682250 15 55 gi 
ribosomal RNA, partial sequence 


K 


219857610 


NA, partia 
largum Bacteria; Actinobacteria; Actinobacteridae; 
ibdelosp 
219878420 
1681727 16832 


ref |NR_025199.1 


1 sequence 


oran 
ref 


gium. 
NR_025559.1 


Nocardia 


rain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ardia. 

1662419 1662459 15 55 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
ain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Kibdelosporangium. 
1663959 1663999 15 55 gi|219878432|ref|NR_025571.1| Kibdelosporangium 


1663507 1664980 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
32224 Bacteria_16S 1758581 1758621 15 55 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

32224 Bacteria_16S 1809958 1809998 15 55 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

32224 Bacteria_16S 1813029 1813073 20 63 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 


strain SL25 16S r 
Thermotogae; Ther 
32224 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium 
32224 
pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 
32224 
africanum strain 
africanum Bacteri 
Mycobacteriaceae; 
32224 
scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 
32224 
poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 
32224 
strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 
32224 
strain F829 16S r 
Actinobacteria; A 
32224 
strain ATCC 927 1 
Actinobacteria; A 
32224 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 
32224 
strain NRCM 00-25 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


32224 
strain NAM-BN063A 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


32224 
strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


2111826 2111866 15 
6482 1 


55 gi 
6S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2128498 2128538 15 55 gi 
ATCC 25420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculos 
2129976 2130016 15 55 gi 
in ATCC 19981 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

2132984 2133024 15 55 gi 
ATCC 35087 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
2134498 2134538 15 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2161590 2161630 15 55 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2164690 2164730 15 55 gi 
6S ribo 
ctinobacteridae; Actinomycetales; Cory 
2166230 2166270 15 55 gi 
s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 

2217728 2217768 15 55 gi 
5 16S ribosomal RNA, partial sequence 


nc 
al 


55 gi 
al 
gi 


ne 


ne 


al 
er 


ne 
2232888 2232928 15 55 gi 
16S ribosomal RNA, partial sequence 

ne 
2383184 2383224 15 55 gi 
92 16S ribosomal RNA, partial sequence 
ne 


32224 


Bacteria_16S 


2198576 


1812567 18140 


motogales; Thermotogaceae; Petrotoga. 
1816098 1816138 15 55 gi|219878325|ref|NR_025464.1 
43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdel 


es; 


60 
21113 


e 
es; 


219857649 


quence 


is compl 


219857648 


sequenc 


219857646 


quence 


219857645 


21340 


es; Cory 


219857627 
2161153 21625 


bacterin 


219857625 
somal RNA, partial sequence 2164214 21657 


bacterin 


219857624 


sequenc 
idae; Ac 


219857587 


22172 
bacterin 


219857577 


22324 
bacterin 


219857471 


23827 
bacterin 


2421471 242151115 55 gi 


219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Rhodococcus. 


Pseu 


Cory 


inomycet 


Actinomy 


inomycet 


donocardineae; P 
ref |NR_025249.1 
81 2112761 Mycoba 


nebacterineae; 


ref |NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref|NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


, 


ref |NR_025235.1 
2132540 213398 
ales; Corynebac 


, 


ref|NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 
ref |NR_025216.1 
eae; Nocardiacea 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 


M 


48 Petrotoga sibirica Bacteria; 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 


ycobacteriaceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Pseudonocardia 

9 Pseudonocardia 
seudonocardineae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Nocardia abscessus 

ia abscessus Bacteria; 
e; Nocardia. 


ref|NR_025033.1 
2421026 242250 


Rhodococcus 
2 Rhodococcus 


32224 
strain AS4.1521 1 


Bacteria_16S 


2437961 2438001 15 55 gi 


219857429 


6S ribosomal RNA, partial sequence 2437523 24389 


ref|NR_025017.1| Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

32224 Bacteria_16S 2566246 2566286 15 55 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

32224 Bacteria_16S 2677640 2677680 15 55 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

32224 Bacteria_16S 2688139 2688179 15 55 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

32224 Bacteria_16S 2719612 2719652 15 55 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

32224 Bacteria_16S 2833914 2833954 15 55 gi|219856901|ref|NR_024722.1| Nocardia vinacea 
strain MK703-102F1 16S ribosomal RNA, partial sequence 2833466 2834941 Nocardia vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

32224 Bacteria_16S 2899993 2900032 16 55 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 


strain IAM 14848 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


32224 


2906127 2906167 15 55 


strain SJS0289-JS 


Bacteria_16S 


gi 


1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


32224 


Bacteria_16S 


2921551 2921591 15 


ruminantium strai 
ruminantium Bacte 
32224 
strain 10.268-1 1 


Bacteria_16S 


ria; Firmicutes; 


Clostridia; 


2985076 2985116 15 
6S ribosomal RNA, partial sequence 2984634 29861 


55 gi 


n GA195 16S ribosomal RNA, partial seque 


Clostridi 
55 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


32224 
strain HKI 0136 1 


Bacteria_16S 


3039712 3039752 15 


55 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


32224 


ruminis strain DS 
Bacteria; 


32224 


strain DSM 44140 


32224 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


32224 


strain DSM 44015 
Bacteria; Actinob 


32224 


Bacteria_16S 
Firmicutes; 


Bacteria_16S 


Bacteria_16S 


, 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 


3296821 3296861 15 
Clostridia; 


3321121 332116115 


3363958 3363990 22 


3380594 3380634 15 
complete 


3382152 3382184 15 


55 gi 


M 9787 16S ribosomal RNA, partial sequ 
Clostridiales; 


Lachno 


55 gi 


54 gi 


SM 4136 16S ribosomal RNA, partial seque 
Verrucomicrobia; Verrucomicrobiae; V 


55 gi 
sequence 


47 gi 


thalassica strain 
thalassica Bacter 
Methylophaga. 

32224 
strain ATCC 35842 
Proteobacteria; G 
32224 
chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 
32224 
municipale strain 
municipale Bacter 
Pseudonocardiacea 
32224 
strain DSM 6011 1 
Firmicutes; Clost 
32224 
komossense strain 
Bacteria; Actinob 
Mycobacterium. 

32224 
strain ATCC 35799 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


3383691 3383723 15 47 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3492178 3492218 15 55 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 

Mycobacterium. 

3493725 3493765 15 55 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 
3525373 3525413 15 55 gi 
ridia; Clostridiales; Clostridiaceae; 
3617038 3617078 15 55 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3625713 3625753 15 
16S ribosomal RNA, 


55 gi 
complete sequence 


16S ribosomal RNA, partial sequence 2899524 29010 


ococcineae 
219856852 
29056 
nebacterin 
219856842 
nce 

ales; Euba 
219846933 


nebacterin 
219846896 


6S ribosomal RNA, partial sequence 3039256 30407 


nebacterin 
219846723 
ence 32963 
spiraceae; 
219846705 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 
219846674 
nce 
errucomicr 
219846662 
33801 
ales; Cory 
219846661 
e sequence 
a; Thiotri 
219846660 
33832 
ciricketts 
219846581 
sequence 
idae; Acti 


219846580 
sequence 


Actinomyce 


219846559 


6S ribosomal RNA, partial sequence 3524935 35264 


Clostridiu 
219846494 
ce 36165 


ales; Cory 


219846488 
36252 


10 Zimmermannella bifida Bacteria; 
; Microbacteriaceae; Pseudoclavibacter. 
ref Williamsia maris 


NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref|NR_026525.1 


Nocardiacea 
NR_026488.1 


eae; 
ref 


eae; Gordoniacea 
ref|NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_026297.1 


eae; Gordoniacea 
ref |NR_026266.1 

3363492 336498 
obiales; Verruco 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref |NR_026253.1 


msia maris Bacteria; 

eae; Williamsia. 
Eubacterium 

6 Eubacterium 

cterium. 

Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Verrucomicrobium 

3 Verrucomicrobium 

microbiaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Methylophaga 


3381669 338315 
chales; Pisciric 


7 Methylophaga 
kettsiaceae; 


ref|NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
NR_026173.1 
3491744 349320 
nomycetales; Cor 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


v 


Thermocrispum 
8 Thermocrispum 
ardineae; 


ref|NR_026172.1 
3493260 349458 
tales; Pseudonoc 


ref|NR_026151.1| Clostridium colinum 
07 Clostridium colinum Bacteria; 

m. 
ref|NR_026086.1| Mycobacterium 

66 3618027 Mycobacterium komossense 
nebacterineae; Mycobacteriaceae; 


ref|NR_026080.1| Mycobacterium szulgai 
68 3626729 Mycobacterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


32224 Bacteria_ 
bohemicum strain 


bohemicum Bacteri 


Mycobacteriaceae; 


16S 3664051 3664091 15 55 gi 
DSM 44277 16S ribosomal RNA, partial s 


a; Actinobacteria; Actinobacteridae; Act 


219846462 
equence 


inomycetales; 


Mycobacterium. 


32224 


fusiformis strain 
Bacteria; Verruco 


32224 


debontii strain F 
Bacteria; Verruco 


32224 


vanneervenii strain FC2 16S ribosomal RNA, partial sequence 37073 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


32224 


dejongeii strain FC1l 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3704828 3704860 22 


3706347 3706379 22 


3707865 3707897 22 


3709384 3709416 22 


3811270 3811302 23 


54 


54 


54 


54 


55 


gi 


FC4 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicrobiales; 


gi 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicrobiales; 


gi 


gi 


gi 


funditum strain pf3 16S ribosomal RNA, partial sequence 
Firmicutes; 


Bacteria; 
32224 Bacteria_ 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
stercoraria Bacteria; Proteobacteria; Betaproteobacteri 


32224 Bacteria_ 


ganghwensis strain JC2055 16S ribosomal RNA, partial se 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 


Lactobacillales; Carnobacteriacea 


16S 3887521 3887560 16 55 gi 


16S 4050945 4050985 15 55 gi 


219846433 
37043 


219846432 
37058 


219846431 


219846430 


37089 


219846355 


e; 
219846304 


a; 
219846186 
quence 


ref|NR_026054.1| Mycobacterium 
3663577 3665092 Mycobacterium 
Corynebacterineae; 


ref|NR_026024.1 


ref|NR_026023.1 


ref |NR_026022.1 
88 3708856 Prost 


ref|NR_026021.1 


ref |NR_025946.1 


Verrucomicrobiaceae; 


Prosthecobacter 


51 3705819 Prosthecobacter fusiformis 
Verrucomicrobiaceae; 


Prosthecobacter. 
Prosthecobacter 


70 3707337 Prosthecobacter debontii 
Verrucomicrobiaceae; 


Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
Prosthecobacter. 
Prosthecobacter 


07 3710374 Prosthecobacter dejongeii 
Verrucomicrobiaceae; 


Prosthecobacter. 
Carnobacterium 


partial sequence 
Neisseriales; 


3810756 3812276 Carnobacterium funditum 
Carnobacterium 


NR_025894.1| Vitreoscilla 
3887024 3888512 Vitreoscilla 
Neisseriaceae; Vitreoscilla. 
ref|NR_025776.1| Nocardioides 
4050504 4051877 Nocardioides 


ref 


Actinomycetales; Propionibacterineae; 


Nocardioidaceae; Nocardioides. 

32224 Bacteria_16S 4055410 4055446 20 55 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

32224  Bacteria_16S 4062943 4062983 15 55 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


Actinomycetales; 


Corynebacterineae; 


32224 


strain AS 4.1860 


Bacteria_16S 


Mycobacterium. 


4075039 4075079 15 


55 


gi 


16S ribosomal RNA, partial sequence 4074613 40760 


219846169 


ref|NR_025759.1 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

32224 Bacteria_16S 4084316 4084356 15 55 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 

32224 Bacteria_16S 4115776 4115816 15 55 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

32224 Bacteria_16S 4233405 4233445 15 55 gi| 219846046 |ref|NR_025636.1| Mycobacterium shottsii 


strain M175 16S r 


32224 


strain 22 16S rib 
Firmicutes; 


Bacteria_16S 


Clostridia; 


201062 201101 16 


Clostridiales; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


55 


osomal RNA, partial sequence 


4232932 42344 
Corynebacterin 


gi 


200572 20203 
Clostridiales Family XI. I 


265678929 


22 Mycobacterium 
eae; 
ref |NR_029237.1 


ncertae Sedis; H 


shottsii Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 


32224  Bacteria_16S 225594 225633 16 55 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
32224 Bacteria_16S 324374 324408 21 55 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

32224 Bacteria_16S 325904 325938 21 55 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

32224 Bacteria_16S 398569 398608 16 55 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

32224 Bacteria_16S 484701 484736 16 51 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

32224 Bacteria_16S 539820 539855 16 51 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

32224 Bacteria_16S 576346 576385 16 55 gi| 265678668 |ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 


valerianellae Bac 


32224 


PB90-1 16S ribosomal RNA, partial sequence 


Bacteria_16S 


teria; 


Proteobacteria; 
696081 696112 23 


54 


Betaproteobacteria; 


gi 


Burkholderiales; 


Coma: 


265678585 


ref|NR_028890.1 


monadaceae; Acidovorax. 
Opitutus terrae strain 


695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 


Opitutae; Opitutales; Opitutaceae; Opitutus. 


32224 Bacteria_ 


strain 4N13 16S ribosomal RNA, partial sequence 


Proteobacteria; 
32224 Bacteria_ 
strain ASpG1 16S 
Spirochaetes; 
32224 Bacteria_ 


ferriphilum strain P3a 16S ribosomal RNA, partial seque 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; L 


32224 Bacteria_ 
strain W1219 16S 


32224 Bacteria_ 


barnesii strain SES-3 16S ribosomal RNA, partial sequen 
Proteobacteria; Epsilonproteobacteria; Campyl 


Bacteria; 


32224 Bacteria_ 


smaragdinae DSM 1 


11293 Bacteria; 
32224 Bacteria_ 
strain s840-96-2 
Firmicutes; 
32224 Bacteria_ 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 14315 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 


32224 Bacteria_ 


strain JZC3 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 
32224 Bacteria_ 


kestanbolensis strain K4 16S ribosomal RNA, partial sequence 
kestanbolensis Bacteria; 
Bacteria_16S 
strain CCUG 47334 


32224 


Bacteria; 
32224 
entericus strain 
entericus Bacteri 
32224 
strain Cm al3 16S 
Proteobacteria; 


Spirochaetales; 


Spirochaetes; 


Clostridia; 


Firmicutes; 
Bacteria_16S 
CECT 5353 16S ribosomal RNA, partial sequence 


16S 745875 745906 23 54 gi 


16S 792564 792599 16 51 
ribosomal RNA, partial sequence 
Spirochaetaceae; 
795530 795565 16 51 


gi 


Spirocha 


16S gi 


16S 862647 862686 16 55 
ribosomal RNA, partial sequence 


gi 


16S 980562 980593 16 47 gi 


16S 1168737 1168772 16 51 gi 


1293 16S ribosomal RNA, partial sequen 
Spirochaetales; 


16S 1418101 1418140 16 55 gi 


Clostridiales; 


16S 1431999 1432034 16 51 gi 


16S 1466896 1466931 16 51 gi 


16S 1562017 1562056 16 55 gi 
Firmicutes; Bacillales; 
1613737 1613776 16 55 gi 
16S ribosomal RNA, partial sequence 

Clostridia; Clostridiales; 


1764578 1764609 24 55 gi 


745469 74679 
Gammaproteobacteria; Pseudomonadales; M 


792094 79356 
eta. 


nce 
862181 86365 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


ce 
obacterales; 


ce 
Spirochaetaceae; 


16S ribosomal RNA, partial sequence 1417633 14190 
Clostridiales Family XI. 


1466484 14678 


Spirochaetaceae; Treponema. 


Bacillaceae; 


Clostridiales Fa 


265678549 


oraxellaceae; 


265678517 


265678515 


79504 


265678470 


265678390 


98009 


228719827 
11682 


224581446 


I 


224581434 


224581408 


219846143 
Ano. 
219878467 

16132 


219878361 


ref|NR_028853.1 
3 Acinetobacter 


ref|NR_028820.1 


ref|NR_028818.1 


ref |NR_028773.1 
Bulleidia. 


ref|NR_028692.1 


ref|NR_027585.1 


ref|NR_027228.1 
ncertae Sedis; 
ref |NR_027216.1 
17 1433000 Leptos 
lum. 
ref 


NR_027189.1 


ref |NR_025733.1 
1561538 156291 
xybacillus. 
ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025500.1 
1764167 176550 


Acinetobacter tandoii 
tandoii Bacteria; 


Acinetobacter. 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Leptospirillum 


0 796555 Leptospirillum ferriphilum 
eptospirillum. 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 
elotrichaceae; 


Sulfurospirillum 


9 981569 Sulfurospirillum barnesii 
Campylobacteraceae; 


Sulfurospirillum. 
Spirochaeta 


43 1169775 Spirochaeta smaragdinae DSM 
Spirochaeta. 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 
Helcococcus. 


Leptospirillum 
pirillum ferrooxidans 


Treponema putidum 


91 Treponema putidum Bacteria; 


Anoxybacillus 
3 Anoxybacillus 


Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Streptococcus 

1 Streptococcus 


Bacteria_16S 


a; Firmicutes; 


Lactobacillales; 
1981930 1981965 16 


51 


Streptococcaceae 


gi 
19 


Deltaproteobacteria; Myxococcales; 


ribosomal RNA, partial sequence 


Sorangiineae; 


219878207 
81436 19829 


ref 


; Streptococcus. 
NR_025346.1 


Chondromyces robustus 


73 Chondromyces 
Polyangiaceae; 


robustus Bacteria; 
Chondromyces. 


32224 


Bacteria_16S 


1983515 1983550 16 


lanuginosus strain Sy t2 16S ribosomal RNA, partial seq 
Deltaproteobacteria; 


lanuginosus Bacte 
Chondromyces. 
32224 
apiculatus strain 
apiculatus Bacter 
Chondromyces. 
32224 
cinnamivorans str 


cinnamivorans Bacteria; 
Bacteria_16S 


32224 
asinigenitalis st 


asinigenitalis Bacteria; 
Bacteria_16S 


32224 
narugense strain 
Bacteria; 
32224 
islandicus strain 


32224 
strain Z-7692 16S 
Spirochaetes; 
32224 
strain Z-7491 16S 
Spirochaetes; 
32224 
strain Z-7591 16S 
Spirochaetes; 


51 


gi 


Bacteria_16S 


Bacteria_16S 


Na82 16S ribosomal RNA, partial sequen 
Firmicutes; Thermoanaerobacterales; 
Bacteria_16S 
Rlha3 16S ribosomal RNA, partial sequence 32871 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; T 
Bacteria_16S 


Spirochaetales; 
Bacteria_16S 


Spirochaetales; 
Bacteria_16S 


Spirochaetales; 


ria; Proteobacteria; 


1985099 1985134 16 51 gi 


ia; Proteobacteria; Deltaproteobacteri 


2430334 2430373 16 55 gi 
ain CIN1 16S ribosomal RNA, partial se 

Firmicutes; Clostridia; 
2575502 2575541 16 55 gi 
rain UCD-1 16S ribosomal RNA, partial 
Proteobacteria; 
2739266 2739301 16 51 gi 
Clostridia; 


3287628 3287663 16 51 gi 


3315048 3315083 16 51 
ribosomal RNA, partial sequence 
Spirochaetaceae; 
3316574 3316609 16 Sli 
ribosomal RNA, partial sequence 
Spirochaetaceae; 
3318097 3318132 16 51 
ribosomal RNA, partial sequence 
Spirochaetaceae; 


gi 


gi 


gi 
331 


32224 
strain ATCC 29800 


Bacteria_16S 


3864354 3864387 22 55 gi 


uence 


Cm al4 16S ribosomal RNA, partial sequence 
a; 


quence 
Clostridiales; 


sequence 
Betaproteobacteria; 


ce 


hermodesul 


3314589 33160 
Spirochaeta. 


3316113 33175 
Spirochaeta. 
219846708 


Spirochaeta. 
219846319 


16S ribosomal RNA, partial sequence 


219878206 
Myxoco 
219878205 
Myxococ 
219857437 


Ru 
219857284 


Burk 
219857161 
27388 


Thermod 
219846729 


219846710 


219846709 


7638 33191 


ref|NR_025345.1 


Chondromyces 


ccales; 
ref 
cales; 
ref 


mino 
ref 


hold 
ref 


esul 
ref 


fovibrio. 


ref 


ref 


ref 


ref 


NR_025344.1 
1984609 19861 


NR_025025.1 
2429869 24313 
coccaceae; 

NR_024915.1 
2575008 25765 
eriales; Alcaligenaceae; Taylorella. 
NR_024789.1 
10 2740172 Thermodesulfobium narugense 
fobiaceae; 
NR_026321.1 
91 3288591 Thermodesulfovibrio islandicus 


NR_026302.1 
62 Spirochaeta africana Bacteria; 


NR_026301. 
87 Spirochaeta 


NR_026300. 
06 Spirochaeta 


NR_025909.1 


1983024 1984558 Chondromyces 
Sorangiineae; Polyangiaceae; 


Chondromyces 
42 Chondromyces 


Sorangiineae; Polyangiaceae; 


Papillibacter 
59 Papillibacter 
Papillibacter. 
Taylorella 

12 Taylorella 


Thermodesulfobium 
Thermodesulfobium. 


Thermodesulfovibrio 


Spirochaeta africana 


1| Spirochaeta alkalica 
alkalica Bacteria; 


1| Spirochaeta asiatica 
asiatica Bacteria; 


Alistipes putredinis 


3863852 3865319 Alistipes putredinis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 


32224 
strain 7728-L6C 1 
Bacteroidetes; Ba 
32224 
strain NRRL B-163 
Bacteria; Actinob 
32224 
strain NRRL B-161 
Bacteria; Actinob 
32224 
lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 
32224 
strain M069 16S r 


32224 
phaeovibrioides s 
phaeovibrioides B 
Chlorobium. 
32224 


32224 
vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 
32224 
aichiense strain 
Bacteria; Actinob 
Mycobacterium. 
32224 
strain 47001 16S 


Actinobacteria; Actinobacteridae; Actin 
Bacteria_16S 


32224 
strain 358 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


32224 
modestum strain G 
modestum Bacteria 
32224 
novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 
32224 
burtonensis strai 
burtonensis Bacte 
32224 
strain Ben 16S ri 
Tenericutes; Moll 
32224 
vibrioformis stra 
vibrioformis Bact 
32224 
strain PUPA-2 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


thiosulfatiphilum strain 6230 16S ribosomal RNA, 


thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3865872 3865905 22 55 gi 
cteroidia; Bacteroidales; Porphyromona 
4031320 4031355 16 SL gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4032870 4032905 16 51 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034424 4034459 16 51 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

45764 45798 21 55 
ibosomal RNA, partial sequence 


gi 


74713 74751 16 54 gi 
train 2631 16S ribosomal RNA, partial 
acteria; Chlorobi; Chlorobia; Chlorobi 
76088 76126 16 54 gi 
partia 
Chloro 
115684 115718 21 55 gi 
n PYR-1 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
227106 227140 21 
49005 16S ribosomal RN 


acteria; Actinobacteri 


55 gi 
A, partial seque 
dae; Actinomycet 


228612 228646 21 
ribosomal RNA, partial 


55 
sequence 
omycetales; 
230120 230154 21 55 
bosomal RNA, partial sequence 


gi 


Cory 
gi 


Cory 
231611 231665 1 55 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
242595 242629 21 55 gi 
ain 73 16S ribosomal RNA, complete seq 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 
263693 263719 29 55 gi 
n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
277295 277329 20 54 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
293987 294025 16 54 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
440440 440478 16 54 gi 
ribosomal RNA, partial sequence 


ra 


’ 


45374 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

32224 Bacteria_16S 461846 461880 21 55 gi| 265678743 |ref|NR_029048.1 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 46285 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
32224 Bacteria_16S 480092 480126 21 55 gi|265678731|ref|NR_029036.1 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

32224 Bacteria_16S 633844 633898 1 55 gi| 265678628 |ref|NR_028933.1 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

32224 Bacteria_16S 694505 694547 9 51 gi| 265678586 |ref|NR_028891.1 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetale 
Planctomyces. 

32224 Bacteria_16S 704842 704876 21 55 gi| 265678579 |ref|NR_028884.1 


219846318 


6S ribosomal RNA, partial sequence 3865370 38668 
Po 


daceae; 
219846202 
40308 
ales; 
219846201 
40324 
ales; 
219846200 


265679033 
46777 


265679014 
sequence 
ales; 


265679013 


biales; 
265678985 
uence 
Actinomyc 


265678911 


nce 22663 
ales; 


265678910 


228138 22959 
nebacterin 


265678909 


229646 23110 
nebacterin 


265678908 
sequence 


265678900 
uence 


265678884 
sequence 
vobacteria 
265678875 


276812 27827 


265678864 

uence 

S; 
265678761 


439970 44147 


Glyc 


Glyc 


rtial sequ 
e; Actinomycet 


nebacterin 


Chlo 


1 sequence 
Ch 


Cory 


acteriacea 


e; Actinomycet 


Chlorob 


ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 

ref|NR_025792.1 


omyc 
ref 


ineae; Glyco: 
NR_025791.1 


omyc 
ref 
ence 


ineae; Glyco: 
NR_025790.1 
403395 

ales; Glyco 
ref |NR_029341.1 
Mycobacterium 
eae; Mycobacteri 
ref |NR_029322.1 
74295 75601 
robiaceae; Chlor 
ref |NR_029321.1 
75652 77039 
lorobiaceae; Chl 
ref |NR_029293.1 
115240 116730 
etales; Coryneba 


ref|NR_029219.1 
2 228087 Mycoba 
nebacterineae; M 


ref|NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
eae; Mycobacteri 
ref|NR_029216.1 
231154 232668 
e; Propionigeniu 
ref |NR_029208.1 

242123 243639 
ales; Coryne 


ref|NR_029190.1 

263191 264674 
les; Flavobacter 
ref|NR_029181.1 


ref|NR_029170.1 

293547 295005 
iaceae; Prosthec 
ref|NR_029066.1 


Porphyromonas macacae 
macacae Bacteria; 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


mycineae; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 

Chlorobium 

Chlorobium 
obium/Pelodictyon group; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 

Propionigenium 

Propionigenium 
m. 

Mycobacterium 
Mycobacterium 
bacterineae; 


Psychroserpens 
Psychroserpens 

iaceae; Psychroserpens. 
Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Prosthecochloris 
Prosthecochloris 
ochloris. 

Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


Fusobacterium equinum 
equinum Bacteria; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Friedmanniella 


lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Friedmanniella. 
32224 Bacteria_16S 707646 707700 1 55 
strain 216 16S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionib 
Luteococcus. 
32224 Bacteria_16S 736865 736903 16 54 gi| 265678556 |ref|NR_028860.1 


strain PIPN-2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; 


32224 Bacteria_16S 747243 747281 16 54 gi| 265678548 |ref|NR_028852.1 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
32224 Bacteria_16S 836885 836919 21 55 gi| 265678488 |ref|NR_028791.1 


strain S1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
32224 Bacteria_16S 868775 868829 1 55 gi|265678466|ref|NR_028769.1 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichi 
32224 Bacteria_16S 871729 871775 15 61 gi|265678464|ref|NR_028767.1 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Gluconacetobacter. 

32224 Bacteria_16S 982109 982147 16 54 gi| 265678389 |ref|NR_028691.1 


strain BARC318 16 


736380 73789 
Entomoplasmataceae; 


836449 83791 


S ribosomal RNA, complete sequence 981620 98314 


265678577 
707255 70861 


ref|NR_028882.1 


7 Entomoplasma 


Entomoplasma. 


1 Entomoplasma 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
32224 Bacteria_16S 1031080 10311301 51 gi| 265678357 |ref|NR_028659.1 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 103211 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
Micromonosporaceae; Micromonospora. 

32224 Bacteria_16S 1048003 1048053 1 51 gi|265678346|ref|NR_028648.1 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 10490 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Acinetobacter gerneri 
gerneri Bacteria; 
es 

Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Leptotrichia 
Leptotrichia 

a. 

Gluconacetobacter 

Gluconacetobacter 

tobacteraceae; 


Entomoplasma freundtii 


freundtii Bacteria; 


Micromonospora 
4 Micromonospora 
osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

32224 Bacteria_16S 1147566 1147600 21 55 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

32224 Bacteria_16S 1156606 1156660 1 55 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

32224 Bacteria_16S 1235307 1235341 21 55 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

32224 Bacteria_16S 1278779 1278817 16 54 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

32224 Bacteria_16S 1281730 1281768 16 54 gi| 219846087 |ref|NR_025677.1| Entomoplasma somnilux 
strain PYAN-1 16S ribosomal RNA, partial sequence 1281261 1282749 Entomoplasma somnilux Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

32224 Bacteria_16S 1299833 1299867 21 55 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
32224 Bacteria_16S 1357907 1357961 1 55 gi|228720055|ref|NR_027588.1| Fusobacterium 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
32224 Bacteria_16S 1436615 1436645 21 51 gi|224581430|ref|NR_027212.1| Oceanithermus 
profundus strain 506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

32224 Bacteria_16S 1451804 1451854 1 51 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

32224 Bacteria_16S 1482133 1482187 1 55 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 

32224 Bacteria_16S 1531806 1531856 1 51 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

32224 Bacteria_16S 1560482 1560516 21 55 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 


canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


32224 Bacteria_16S 1564862 1564916 1 55 gi|219846059|ref|NR_025649.1 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 

goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
32224 Bacteria_16S 1566395 1566449 1 55 gi|219846058|ref|NR_025648.1 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

32224 Bacteria_16S 1567930 1567984 1 55 gi| 219846057 |ref|NR_025647.1 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

32224 Bacteria_16S 1726443 1726477 21 55 gi|219878390|ref|NR_025529.1 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 172747 


Leptotrichia 


1564412 1565896 Leptotrichia 


Leptotrichia. 
Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Mycobacterium 
1 Mycobacterium 


rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

32224 Bacteria_16S 1729519 1729553 21 55 gi| 219878388 |ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
32224 Bacteria_16S 1782615 1782669 1 55 gi|219878348|ref|NR_025487.1| Sneathia sanguinegens 
strain CCUG 41628 16S ribosomal RNA, partial sequence 1782175 1783536 Sneathia sanguinegens 
Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Sneathia. 

32224 Bacteria_16S 1831350 1831404 1 55 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

32224 Bacteria_16S 1866383 1866433 1 51 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 

32224 Bacteria_16S 2033658 2033692 21 55 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 


smegmatis Bacteri 
Mycobacteriaceae; 


32224 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


32224 


strain YIM 90003 


32224 


strain Ll 16S rib 
Tenericutes; Moll 


32224 


strain FI-13295 1 


32224 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


32224 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


32224 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


32224 


strain T1-X7 16S 


32224 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


32224 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
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a; Actinobacteria; Act 
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Ben 108 16S ribosomal 
a; Actinobacteria; Act 
Friedmanniella. 


Ben 107 16S ribosomal 
a; Actinobacteria; Act 
Friedmanniella. 


2131487 2131521 21 


2157122 2157156 21 
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2327261 2327295 21 
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Entomoplasmatales; 


ATCC 27282 16S ribosomal RNA, partial 
a; Actinobacteria; Act 
Mycobacterium. 


osomal RNA, partial sequence 
icutes; 


ain IM 7744 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae; 
Actinopolymorpha. 


55 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


55 


90002 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycetal 


55 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


55 


55 


55 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomonospora. 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


gi 


gi 


gi 


gi 


gi 


219857489 


219857454 


219857388 
2491905 24933 
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RNA, partial seque 
inobacteridae; Act 


219857276 
RNA, partial sequence 
inobacteridae; Act 


equence 


23569 


es; Prop 


e 24085 
es; Stre 


occineae 


nce 
inomycet 


inomycet 


gi 


219857272 


inobacteridae; Actinomycetal 


Actinomycetales; Propio 


68 


77 


49 


’ 


ref 
ionibacterineae 
ref 
ptosporangineae 


ref 


ref 
ales; 
ref 
ales; Propioniba 


ref 


es; 


2343294 234473 


NR_025077.1 
2358432 Propio 
7 


NR_025042.1 
2410105 Strept 
7 


NR_024976.1 
Tetrasphaera 
Intrasporangia 
NR_024942.1 
2534307 253578 
Propioniba 


NR_024907.1 
2587275 258874 


Corynebacterineae; 


55 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
sequence 2131039 2132489 Mycobacterium 
inobacteridae; Actinomycetales; Corynebacterineae; 

55 gi|219857630|ref|NR_025219.1| Streptomonospora alba 

43 Streptomonospora alba Bacteria; 
Streptosporangineae; Nocardiopsaceae; 
54 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
2287434 2288933 Mesoplasma florum Ll Bacteria; 
Entomoplasmataceae; Mesoplasma. 

55 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 

77 Mycobacterium doricum Bacteria; 
bacterineae; Mycobacteriaceae; Mycobacterium. 
51 gi|219857498|ref|NR_025086.1] Actinopolymorpha 


5 Actinopolymorpha 
nibacterineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Streptomonospora 
omonospora salina 


Nocardiopsaceae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Friedmanniella 

3 Friedmanniella 
cterineae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


NR_024903.1 


Mycobacterium tusciae 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


32224 


strain CIP 103464 


32224 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


32224 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


32224 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


32224 


desulfurans strai 
desulfurans Bacte 


32224 


strain K97-0003 1 


32224 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


32224 


strain IFO 


32224 


strain IFO 


32224 


strain IFO 


32224 


strain IFO 


32224 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


32224 


consettensis stra 
consettensis Bact 
Micromonosporacea 


32224 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


32224 


strain JCM 9312 1 


32224 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


32224 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


32224 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


32224 


strain NCTC 9810 
Firmicutes; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
12513 


Bacteria_16S 
13911 


Bacteria_16S 
14915 


Bacteria_16S 
12512 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, pa 
Actinobacteria; Actinobacteridae; Actin 


train NSP 41 16S ribos 
acteria; Actinobacteria; 
Nocardioides. 

NRRL B-3381 16S riboso 
a; Actinobacteria; Act 


Aeromicrobium. 


16S ribosomal RNA, pa 
acteria; Actinobacteri 


ria; 


Clostridia; 


2639965 2639999 21 


2656640 2656674 21 


2658165 2658199 21 


2659686 2659720 21 


2703173 2703203 21 


2724186 2724236 1 


2796050 2796100 1 


2799093 2799143 1 


2800616 2800666 1 


2802137 2802187 1 


2803658 2803708 1 


2805180 2805230 1 


2806702 2806752 1 


2808224 2808274 1 


2829328 2829378 1 


2890941 2890991 1 


2969790 2969824 21 


3103014 3103064 1 


3228657 3228691 21 


Clostridiales; 
3330259 3330309 1 


55 


55 


Actinobacteridae; 


55 


55 


51 


gi 


rtial sequence 
omycetales; 


219857231 


ref 


2639512 2640976 Mycob 


Corynebacterineae; 


gi 


omal RNA, partial 


gi 


mal RNA, partial sequence 
inobacteridae; Actinomycet 


gi 


rtial sequence 
dae; Actinomycetales; 


gi 


n St55B 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


Deinococci; 


51 


51 


51 


51 


51 


51 


51 


51 


51 


51 


51 


55 


51 


55 


51 


gi 


6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


gi 


ain IFO 13941 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


gi 


16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


gi 


16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


gi 


16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


gi 


16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


gi 


in IFO 14935 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


gi 


2 
in IFO 14913 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


gi 


in IFO 12511 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


gi 


6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
Catenuloplanes. 


gi 


n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


gi 


AA-1042 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


gi 


in HR1-2 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Verrucosispora. 


gi 


16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Family XI. I 


gi 


219857219 


219857218 


219857217 
26592 


219857186 
Thermales; 


219857172 


219857119 
sequenc 


219857117 


219857116 


219857115 


219857114 


219856862 
sequence 
Actinomyc 
219846944 
Actinomyce 
219846853 


Actinomy 


219846768 


219846698 


Actin 


Prop 


ref 


sequence 2656189 26576 
omycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


neae; 
219857113|ref|NR_024741.1 
2804752 28062 
Actinomycetales; 
19857112|ref|NR_024740.1 
2806275 28077 
Actinomycetales; 
219857111] ref |NR_024739.1 
2807796 28092 
Actinomycetales; 
219856904|/ref|NR_024725.1 


ref 


etal 


ref 


w 


ceta 


ref 


ncer 
ref 


2657714 26591 
ales; 


38 2660707 Kribb 
ionibacterineae; 


2702689 27040 


Thermaceae; 


e 2795622 27970 
Actinomycetales; 


neae; 
neae; 


80 Actinoplanes 
neae; 


01 Actinoplanes 


neae; 


00 Anaerococcus 


NR_024859.1 


NR_024847.1 


NR_024846.1 


NR_024845.1 


NR_024814.1 


NR_024800.1 


NR_024747.1 


NR_024745.1 


NR_024744.1 


NR_024743.1 


NR_024742.1 


NR_024681.1 
es; 


NR_026536.1 


NR_026445.1 
les; 
NR_026360.1 


tae Sedis; 
NR_026290.1 


Mycobacterium alvei 


acterium alvei Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Nocardioides 


63 Nocardioides 
Propionibacterineae; 


Aeromicrobium 


87 Aeromicrobium 
Propionibacterineae; 


Kribbella sandramycini 


ella sandramycini 


Nocardioidaceae; 


Oceanithermus 


71 Oceanithermus 
Oceanithermus. 


Longispora albida 


14 Longispora albida Bacteria; 


neae; Micromonosporaceae; Longispora. 


Actinoplanes 


94 Actinoplanes 
Micromonosporineae; 


Actinoplanes lobatus 


36 Actinoplanes lobatus Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes italicus 


59 Actinoplanes italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes humidus 


humidus Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes digitatis 


digitatis Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes 


24 Actinoplanes 
Micromonosporineae; 


Actinoplanes 


45 Actinoplanes 
Micromonosporineae; 


Actinoplanes 


67 Actinoplanes 
Micromonosporineae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 
Micromonosporaceae; 


Actinoplanes 


2890502 2891958 Actinoplanes 
Micromonosporineae; 


Friedmanniella 


2969338 2970810 Friedmanniella 
tales; Propionibacterineae; 


Verrucosispora 


102586 3104047 Verrucosispora 
Micromonosporineae; 


Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Pilimelia terevasa 


strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 


32224 


strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


32224 


strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3331787 3331837 1 


3333282 33333321 


3334776 3334826 1 


brasiliensis strain DSM 43805 16S ribosomal RNA, partial 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 


32224 


Bacteria_16S 


3336291 3336325 21 


51 


51 


51 


55 


gi|219846697 


gi| 219846696 


219846695 
sequence 


gi 


gi| 219846694 


ref|NR_026289.1 


ref |NR_026288.1 
00 Actinoplanes 


ref |NR_026287.1 


Pilimelia anulata 


10 Pilimelia anulata Bacteria; 
Micromonosporaceae; 


Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes 


Actinomycetales; 


3334351 3335794 Actinoplanes 
Micromonosporineae; 


ref 


Mycobacterium hodleri 


strain DSM 44183 


32224 Bacteria_ 


16S 3337800 3337834 21 55 gi 


parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
32224 


Mycobacteriaceae; 


Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, part 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacterium. 


3339312 3339346 21 55 gi 


Mycobacterium. 


ne 


16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


219846692 
ial sequence 


bacterineae; 
219846693 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial 


Actinomycetales; 


NR_026286.1 
hodleri Bacteria; 
Mycobacteriaceae; Mycobacterium. 


ref|NR_026285.1| Mycobacterium 


sequence 3337354 3338813 Mycobacterium 
Actinomycetales; 


Corynebacterineae; 


ref|NR_026284.1| Mycobacterium 
3338864 3340325 Mycobacterium 


Corynebacterineae; 


32224 


DSM 803 16S ribos 


32224 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


32224 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


32224 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


32224 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


32224 


strain 1066 16S r 


32224 


periodonticum str 
periodonticum Bac 


32224 


nucleatum subsp. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


3340817 3340867 1 


omal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
Micromonospora. 


3343863 3343913 1 


19 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


3345391 33454411 


3346917 3346967 1 


3348443 3348493 1 


3615535 3615569 21 


3618445 3618499 1 


Fusobacteria; 
3619826 3619880 1 


Fusobacteriaceae; Fusobacterium. 

32224 Bacteria_16S 3621207 3621261 1 55 gi|219846491 
nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, partial 

nucleatum subsp. fusiforme Bacteria; Fusobacteria; Fusobacteriale 
32224 Bacteria_16S 3636464 3636498 21 55 gi|219846481 
strain ATCC 43910 16S ribosomal RNA, partial sequence 36360 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 
32224  Bacteria_16S 3686821 3686859 16 54 gi|219846446 


51 
33 


51 


51 


813 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


51 


3171 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


51 


3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


55 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


55 


ain EK1-15 16S ribosomal RNA, partial 
Fusobacteriales; 


55 


animalis strain NCTC 12276 16S ribosomal 


Fusobacterium nucleatum subsp. animalis Bacteria; 


strain GIH 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


32224 Bacteria_16S 3688338 3688376 16 


54 


strain VIS 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


32224 Bacteria_16S 3712381 37124311 


auranticolor strain 253 16S ribosomal RNA, partial sequence 37119 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 
32224 Bacteria_16S 


3713842 3713892 1 


51 


51 


gi| 219846690 
40376 3341852 Micro: 


219846688 
33434 
Micr 


gi 
sequence 


219846687 
33449 
Micr 


gi 


219846686 
33464 
Micr 


gi 


219846685 
33480 
Micr 


gi 


gi|219846495 
3615060 36165 


219846493 
sequence 

Fusobacter 
219846492 
RNA, pa 


gi 


gi 


3686364 36878 


gi|219846445 
3687881 36893 


gi|219846428 


gi| 219846427 


Fusobacteria; 


ref |NR_026282.1 
neae; 
ref |NR_026280.1 
omonosporineae r 
ref |NR_026279.1 
omonosporineae H 
ref |NR_026278.1 


omonosporineae Hi 


ref|NR_026277.1 


omonosporineae Hi 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref |NR_026084.1 
rtial sequence 


ref |NR_026083.1 
sequence 362084 
s; Fusobacteriac 
ref |NR_026073.1 


Micromonospora rosaria 


monospora rosaria Bacteria; 
Micromonosporaceae; 


Micromonospora 


22 3344899 Micromonospora inositola 


Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 


Micromonosporaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 


Micromonosporaceae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Fusobacterium 
8 Fusobacterium 
erium. 

Fusobacterium 

3619459 3620789 


Fusobacteriales; 


Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Mycobacterium duvalii 


Micromonosporineae; 


02 3637503 Mycobacterium duvalii 
nebacterineae; Mycobacteriaceae; 


ref|NR_026037.1| Mycoplasma yeatsii 
30 Mycoplasma yeatsii Bacteria; 


ref|NR_026036.1| Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 


ref|NR_026019.1| Actinoplanes 
82 3713392 Actinoplanes auranticolor 
Micromonosporaceae; 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Actinoplanes. 


ref|NR_026018.1| Actinoplanes 
3713443 3714853 Actinoplanes 


32224 Bacteria_16S 3774919 3774957 16 


54 gi 


putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 


putrefaciens Bacteria; Tenericutes; Mollicutes; Mycopla 


32224  Bacteria_16S 3917694 39177441 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; 
32224 Bacteria_16S 


Spirilliplanes. 
4013120 4013154 22 


Bacteroidetes; Flavobacteria; 
32224  Bacteria_16S 4038904 4038938 21 
cosmeticum strain 


Mycobacteriaceae; Mycobacterium. 

32224 Bacteria_16S 4049519 4049553 21 
strain JC2056 16S 
32224 


Bacteria_16S 4067495 4067533 16 


strain SGT-108 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


32224 Bacteria_16S 4069035 4069073 16 


strain SGT-39 16S 
32224 


Bacteria_16S 4079718 4079756 16 


strain BC-3 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Tenericutes; Mollicutes; 


32224 Bacteria_16S 4090388 4090421 21 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibac 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


Si gi 


55 gi 


55 gi 


55 gi 


54 gi|219846174|ref|NR_025764.1 
4067035 406 
Coxiellaceae; Aquicella. 
54 gi| 219846173 |ref|NR_025763.1 
4068567 407 
Coxiellaceae; Aquicella. 
54 gi|219846166|ref|NR_025756.1 
4079234 408 
Spiroplasmataceae; Spiroplasma. 
55 gi|219846159|ref|NR_025749.1 
9 


strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 40 


Bacteroidetes; Flavobacteria; 
32224 Bacteria_16S 4109764 4109798 21 
strain HD9 16S ribosomal 
32224 


Bacteria_16S 4111330 4111364 21 


strain DSA1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


32224 Bacteria_16S 4118875 4118913 16 
strain YJS 16S ribosomal 
Tenericutes; Mollicutes; 


32224 Bacteria_16S 4135659 4135697 16 


Flavobacteriales; 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


RNA, partial sequence 
Entomoplasmatales; 


Flavobacteriac 
gi 
4109294 41 


55 


velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 


velocicrescens Bacteria; 
32224 Bacteria_16S 
strain Tab-4c 16S 
Tenericutes; Mollicutes; 
32224 Bacteria_16S 4138789 4138827 16 
syrphidicola strain EA-1 


4137224 4137262 16 


32224 Bacteria_16S 4140356 4140394 16 


Tenericutes; Mollicutes; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


16S ribosomal RNA, partial sequence 
syrphidicola Bacteria; Tenericutes; Mollicutes; 


sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 


sabaudiense Bacteria; 
32224 Bacteria_16S 

strain HYOS-1 16S 
Tenericutes; Mollicutes; 
32224 Bacteria_16S 4143486 4143524 16 
strain TN-1 16S ribosomal RNA, 
Tenericutes; Mollicutes; 
32224 Bacteria_16S 


4141921 4141959 16 


4145052 4145090 16 


Tenericutes; Mollicutes; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


partial sequence 
Entomoplasmatales; 


Propionibacterineae; Nocardioi 
55 gi|219846144|ref|NR_025734.1 
4110861 411 
Propionibacterineae; Nocardioi 
54 gi|219846138|ref|NR_025728.1 
4118405 411 
Entomoplasmataceae; Mesoplasma. 
54 gi|219846123|ref|NR_025713.1 
4135174 413668 
Entomoplasmatales; Spiroplasmat 
54 gi|219846122|ref|NR_025712.1 
4136739 413 
Spiroplasmataceae; Spiroplasma. 
54 gi|219846121|ref|NR_025711.1 
4138305 413982 
Entomoplasmatales; Spiroplasmatac 
54 gi|219846120|ref|NR_025710.1 
4139871 414138 
Entomoplasmatales; Spiroplasmatace 
54 gi|219846119|ref|NR_025709.1 
4141437 414 
Spiroplasmataceae; Spiroplasma. 
54 gi|219846118|ref|NR_025708.1 
4143001 414 
Spiroplasmataceae; Spiroplasma. 
54 gi|219846117|ref|NR_025707.1 


leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 


leptinotarsae Bacteria; 


32224 Bacteria_16S 4146619 4146657 16 


Tenericutes; Mollicutes; 


lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 


lampyridicola Bacteria; 
32224  Bacteria_16S 4148183 4148221 16 
strain M55 16S ribosomal 


Tenericutes; Mollicutes; 


RNA, partial sequence 


Tenericutes; Mollicutes; 
32224 Bacteria_16S 
strain TABS-2 16S 
Tenericutes; Mollicutes; 


32224 Bacteria_16S 


Tenericutes; Mollicutes; 


Entomoplasmatales; 


4149749 4149787 16 
ribosomal RNA, partial sequence 


Entomoplasmatales; 


4151304 4151342 16 
strain 23-6 16S ribosomal RNA, partial sequence 


Entomoplasmatales; 


Entomoplasmatales; Spiroplasmata 
54 gi|219846116|ref|NR_025706.1 
4146134 414764 
Entomoplasmatales; Spiroplasmata 
54 gi|219846115|ref|NR_025705.1 
4147699 414 
Spiroplasmataceae; Spiroplasma. 
54 gi|219846114|ref|NR_025704.1 
4149264 415 
Spiroplasmataceae; Spiroplasma. 
54 gi|219846113|ref|NR_025703.1 


Spiroplasmataceae; 


219846380 


smataceae; 
219846282 
sequence 3917267 391873 
Actinomycetales; 


219846214 


strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 40140 
Flavobacteriales; 


Actinomycetales; 


219846187 
4049074 405 


1 


terineae; 


eae; 
219846145 


ref|NR_025971.1 
3774462 377592 

Mycoplasma. 

ref|NR_025872.1 


ref |NR_025804.1 
Winogradskyell 
ref|NR_025787.1 

4038441 403994 
Corynebac 


ref|NR_025777.1 
0453 Nocardioides 


Mycoplasma 
7 Mycoplasma 


Spirilliplanes 
6 Spirilliplanes 


Micromonosporineae; 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 
Flavobacteriaceae; 
219846197 
LTA-388 16S ribosomal RNA, partial sequence 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 


a. 
Mycobacterium 

7 Mycobacterium 

terineae; 


Nocardioides aestuarii 


aestuarii Bacteria; 
Nocardioidaceae; 


Nocardioides. 
Aquicella siphonis 


8516 Aquicella siphonis Bacteria; 


Aquicella lusitana 


0048 Aquicella lusitana Bacteria; 


Spiroplasma melliferum 


0748 Spiroplasma melliferum Bacteria; 


Maribacter orientalis 


1360 Maribacter orientalis Bacteria; 


Maribacter. 


ref|NR_025735.1 


Kribbella jejuensis 


0810 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


2376 Kribbella solani Bacteria; 


daceae; Kribbella. 
Mesoplasma syrphidae 


9900 Mesoplasma syrphidae Bacteria; 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 
Spiroplasma turonicum 


8254 Spiroplasma turonicum Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 
Spiroplasma montanense 


2950 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


4516 Spiroplasma litorale Bacteria; 


4144567 414608 


Spiroplasma 

3 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma insolitum 


9213 Spiroplasma insolitum Bacteria; 


Spiroplasma helicoides 


0768 Spiroplasma helicoides Bacteria; 


Spiroplasma. 


Spiroplasma floricola 


4150819 4152196 Spiroplasma floricola Bacteria; 


32224 


strain CUAS-1 16S 
Tenericutes; Moll 


32224 


strain AES-1 16S 
Tenericutes; Moll 


32224 


strain EC-1 16S r 
Tenericutes; Moll 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


chrysopicola strain 


chrysopicola Bact 


32224 


strain CCH 16S ri 
Tenericutes; Moll 


32224 


Bacteria_16S 


Bacteria_16S 


alleghenense strain 


alleghenense Bact 


32224 


Bacteria_16S 


strain BARC 857 16S 


Tenericutes; Moll 


32224 


grammopterae stra 
grammopterae Bact 


32224 


Bacteria_16S 


Bacteria_16S 


riboso 
icutes; 


ribosomal RNA, 
icutes; 


ibosoma 
icutes; 
eria; 
bosomal 
icutes; 
eria; 


icutes; 


eria; 


4152732 4152770 16 


Entomoplasmatales; 
4154298 4154336 16 


Entomoplasmatales; 
4155863 4155901 16 


Entomoplasmatales; 
4157428 4157466 16 
DF-1 
4158995 4159033 16 
Entomoplasmatales; 


4160560 4160598 16 


4163590 4163628 16 


54 


mal RNA, partial sequence 


54 


partial sequence 
Spiroplasmataceae; 


54 


1 RNA, partial sequence 
Spiroplasmataceae; 
219846109 
16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


54 


54 


RNA, partial sequence 
Spiroplasmataceae; 
219846107 
PLHS-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


54 


54 


gi|2198461 


4152247 41537 
Spiroplasmataceae; 


gi|2198461 


12|ref|NR_025702.1 


Spiroplasma. 
11|ref|NR_025701.1 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


4153813 4155327 Spiroplasma culicicola Bacteria; 


gi|2198461 


Spiroplasma. 
10|ref|NR_025700.1 


Spiroplasma corruscae 


4155378 4156893 Spiroplasma corruscae Bacteria; 


gi 


Entomoplasmatales; 
219846108 


gi 


Spiroplasma. 
ref|NR_025699.1 


ref|NR_025698.1 


Spiroplasma 


4156944 4158458 Spiroplasma 
Spiroplasmataceae; 


Spiroplasma. 
Spiroplasma chinense 


4158509 4160024 Spiroplasma chinense Bacteria; 


gi 


Entomoplasmatales; 
219846105 


gi 


Spiroplasma. 
ref|NR_025697.1 


rs 


ref|NR_025695.1 


Spiroplasma 


160075 4161590 Spiroplasma 
Spiroplasmataceae; 


Spiroplasma. 
Mesoplasma tabanidae 


ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 


Entomoplasmatales; 
4174271 4174309 16 


4180424 4180462 16 


54 


54 


Entomoplasmataceae; 
219846097 
in GRUA-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


gi 


Entomoplasmatales; 
219846092 


gi 


Mesoplasma. 
ref|NR_025687.1 


ref |NR_025682.1 


strain CHPA-2 16S 
Tenericutes; Moll 
32224 
canifelinum strai 
canifelinum Bacte 
32224 
strain PIMN-1 16S 
Tenericutes; Moll 
32224 
proteolyticus str 
proteolyticus Bac 
Coprothermobacter 
32224 
strain DSB MGU 15 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Bacteria_16S 


32224 
strain S-5623 16S 
Firmicutes; Lacto 
32224 
antarctica strain 
antarctica Bacter 
Pseudonocardiacea 
32224 
prausnitzii strai 
prausnitzii Bacte 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


4181939 4181993 1 55 gi 
n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 


4184927 4184965 16 54 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
202562 202591 22 51 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


gi 


348864 348903 16 55 gi 
-6 16S ribosomal RNA, partial sequence 


472550 472583 22 55 
ribosomal RNA, partial sequence 

bacillales; Weissella. 

506365 506406 15 


gi 
56 gi 


ia; Actinobacteria; Actinobacteridae; 


sobacteriaceae; 
4184459 4185949 Entomoplasma 


Entomoplasmataceae; 


naerobacterales; 


472041 473537 Weissella kor 


DVS 5al 16S ribosomal RNA, partial sequence 
Actinomycetales; 


Mesoplasma. 
219846089|ref|NR_025679.1 
sequence 


rs 


219846086|ref|NR_025676.1 


Entomoplasma. 
265678928 |ref|NR_029236.1 


265678825 |ref|NR_029130.1 


Mesoplasma 


4173799 4175287 Mesoplasma 
Entomoplasmataceae; Mesoplasma. 


Mesoplasma chauliocola 


4179947 4181446 Mesoplasma chauliocola Bacteria; 
Entomoplasmataceae; 


Fusobacterium 


181497 4182954 Fusobacterium 
Fusobacterium. 


Entomoplasma luminosum 
luminosum Bacteria; 


Coprothermobacter 


ence 202087 203611 Coprothermobacter 
Thermodesulfobiaceae; 


Agromyces hippuratus 


348412 349877 Agromyces hippuratus Bacteria; 


265678736|ref|NR_029041.1 


265678714|ref|NR_029019.1 


Microbacteriaceae; 


505922 507359 
Pseudonocardineae; 


32224 


gasicomitatum str 
gasicomitatum LMG 


32224 


Bacteria_16S 


Bacteria_16S 


Agromyces. 
Weissella koreensis 
eensis Bacteria; 


Pseudonocardia 
Pseudonocardia 


e; Pseudonocardia. 
594408 594437 22 51 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
n ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
ria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 
856467 856500 22 55 gi|265678474|ref|NR_028777.1| Leuconostoc 
ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 
1218566 1218611 10 55 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 


strain CCUG 33897 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Luteococcus. 
32224 Bacteria_16S 1287969 1288002 22 
Mi268 16S ribosomal RNA, partial sequence 
Lactobacillales; Weissella. 

32224 Bacteria_16S 2011365 2011406 10 51 
strain 534-30 16S ribosomal RNA, partial sequence 
Planctomycetes; 
32224 Bacteria_16S 
strain IH003 16S 


55 gi 


gi 


2176930 2176963 22 55 
ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 
32224 Bacteria_16S 2249667 2249700 22 
fructosus strain 
fructosus Bacteria; Firmicutes; Lactobacillales; 
32224 Bacteria_16S 2251192 2251225 22 55 gi 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 


gi 


55 gi 


es; 


219846052 
1287447 1289004 Weissella 


219878188 
2010901 2012404 Planctomyces 
Planctomycetacia; Planctomycetales; Planctomycetaceae; 
219857615 
2176454 2177927 Leuconostoc inhae Bacteria; 


219857566 
DSM 20349 16S ribosomal RNA, partial sequence 

Fructobacillus. 
219857565 


1218199 1219566 Luteococcus sanguinis 
Propionibacterineae; 
ref |NR_025642.1 
soli Bacteria; Firmicutes; 


ref|NR_025327.1| Planctomyces maris 
maris Bacteria; 
Planctomyces. 


ref|NR_025204.1| Leuconostoc inhae 


ref|NR_025154.1| Fructobacillus 
2249193 2250667 Fructobacillus 


ref|NR_025153.1| Fructobacillus 
2250718 2252192 Fructobacillus ficulneus 


Propionibacteriaceae; 


Weissella soli strain 


32224 
strain DSM5578 16 
Firmicutes; Lacto 
32224 
strain IH25 16S r 
Firmicutes; Lacto 
32224 
platensis strain 
Bacteria; Firmicu 
32224 
subsp. paratuberc 
avium subsp. para 
Corynebacterineae 
32224 


Betaproteobacteri 
32224 
sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 
32224 
asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 
32224 
strain ATCC 23391 
Tenericutes; Moll 
32224 
californicum stra 
californicum Bact 
32224 
australiensis str 
australiensis Bac 
Quatrionicoccus. 
32224 
benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 
32224 
strain NGA 16S ri 
Synergistetes; Sy 
32224 
strain IS1B 16S r 
Planctomycetes; P 
32224 
strain PG14 16S r 
Tenericutes; Moll 
32224 
koreensis strain 
Bacteria; Actinob 
Catellatospora. 
32224 
strain Y9 16S rib 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2418400 2418433 22 55 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2419955 2419988 22 55 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 
3219610 3219639 22 51 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3622667 3622707 15 55 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
; Mycobacteriaceae; Mycobacterium; Myc 
3890596 3890635 16 55 gi 


gi 


gi 


a; Neisseriales; Neisseriaceae; Kingel 
71633 71669 15 51 gi 
ain 592 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Pseudonocardia. 

73197 73233 15 51 gi 
train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
e; Pseudonocardia. 

287810 287842 22 54 gi 

16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
299992 300024 22 54 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
481654 481694 15 55 gi 
ain Ben 117 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 


523066 523102 15 51 gi 
ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


676375 676423 16 63 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
693009 693053 12 56 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
803356 803388 22 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


osomal RNA, partial sequence 


219857447 


2417916 24194 


219857446 


2419471 24209 


219846774 


3890099 3891585 Kinge 


ence 52260 
ales; 


265678598 


675861 67745 
Anaero 


ae; 
265678587 


692571 69404 
nctomyceta 


265678510 


802889 80433 


963457 96488 


32191 


Pseu 


ref|NR_025035.1| Leuconostoc gelidum 
20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


ref|NR_026366.1 
55 3220600 Coprot 


Coprothermobacter 
hermobacter platensis 


s; Thermodesulfobiaceae; Coprothermobacter. 
219846490|ref|NR_026082.1| Mycobacterium avium 
partial sequence 3622221 3623683 Mycobacterium 
Actinobacteridae; Actinomycetales; 
obacterium avium complex (MAC). 
219846301|ref|NR_025891.1| Kingella oralis strain 
lla oralis Bacteria; Proteobacteria; 
la. 
265679016|ref|NR_029324.1| Pseudonocardia 
uence 71176 72680 Pseudonocardia 
e; Actinomycetales; Pseudonocardineae; 
265679015|ref|NR_029323.1| Pseudonocardia 
equence 72731 74244 Pseudonocardia 
dae; Actinomycetales; Pseudonocardineae; 
265678868 |ref|NR_029174.1| Mycoplasma felis 
287341 288773 Mycoplasma felis Bacteria; 
265678860|ref|NR_029166.1| Mycoplasma 
uence 299496 300945 Mycoplasma 
smataceae; Mycoplasma. 
265678730|ref|NR_029035.1| Quatrionicoccus 
sequence 481171 482647 Quatrionicoccus 
ria; Rhodocyclales; Rhodocyclaceae; 
265678703|ref|NR_029008.1| Pseudonocardia 


2 524095 Pseudo 
donocardineae; P 


nocardia benzenivorans 
seudonocardiaceae; 


Anaerobaculum mobile 
mobile Bacteria; 


ref |NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 
ceae; Isosphaera 
ref |NR_028813.1| Mycoplasma canis 
3 Mycoplasma canis Bacteria; 


882093 882129 15 cal gi|265678456|ref|NR_028758.1| Catellatospora 
LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
963853 963893 15 55 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

32224 Bacteria_16S 1121929 14121961°22 54 gi|228715451|ref|NR_027532.1| Ureaplasma parvum 
serovar 3 str. ATCC 27815 16S ribosomal RNA, partial sequence 1121455 1122893 Ureaplasma parvum 
serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

32224 Bacteria_16S 1280279 1280307 27 55 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

32224 Bacteria_16S 1392507 1392539 22 54 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 


strain MP145 16S 
Tenericutes; Moll 
32224 
strain RB-8 16S r 
Proteobacteria; G 
32224 
kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1737126 1737170 10 54 gi 
ibosomal RNA, partial sequence 


32224 


Bacteria_16S 


1392046 13934 


219878383 


1736673 17381 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 


92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 


ammaproteobacteria; Oceanospirillales; Oleispira. 

1924075 1924111 15 51 gi|219878245|ref|NR_025384.1| Pseudonocardia 
n LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 

1950064 1950100 15 51 gi|219878228|ref|NR_025367.1| Pseudonocardia 


1949601 1951112 Pseudonocardia 


spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 
32224 
reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


Bacteria_16S 


Pseudonocardia. 

2055351 2055404 1 54 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
; Streptomyces. 


e; 


219878154 


dae; 


tial sequence 
Actinomycetales; 


ref|NR_025293.1| Streptomyces 
2054970 2056387 Streptomyces 


Streptomycineae; 


32224 


Bacteria_16S 


2198153 2198185 22 


54 


strain 128 16S ribosomal 


RNA, partial sequence 


gi| 219857600 
2197691 21991 


ref |NR_025188.1 


Mycoplasma oxoniensis 


Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 


39 Mycoplasma oxoniensis Bacteria; 


32224 


Bacteria_16S 


2199652 2199684 22 


54 


strain MX9 16S ribosomal 


RNA, partial sequence 


gi| 219857599 
2199190 22006 


ref|NR_025187.1 


Mycoplasma mustelae 


Tenericutes; Moll 
32224 
strain MK405 16S 
Tenericutes; Moll 
32224 
strain 486 16S ri 
Tenericutes; Moll 
32224 
gallopavonis stra 
Bacteria; Teneric 
32224 
strain H831 16S r 
Tenericutes; Moll 
32224 
strain MMP-4 16S 
Tenericutes; Moll 
32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
2201148 2201180 22 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2204183 2204215 22 54 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2205682 2205714 22 54 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2208708 2208740 22 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211737 2211769 22 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213237 2213269 22 54 


219857598 


2200688 22021 


219857596 


2203720 22051 


219857595 
ence 22052 
coplasma. 

219857593 


2208244 22096 


219857591 


2211275 22127 


219857590 


37 Mycoplasma mustelae Bacteria; 


ref|NR_025186.1| Mycoplasma moatsii 
48 Mycoplasma moatsii Bacteria; 


ref|NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


ref|NR_025183.1| Mycoplasma 
20 2206668 Mycoplasma gallopavonis 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025179.1] Mycoplasma columborale 
23 Mycoplasma columborale Bacteria; 


ref 


strain RG-2C 16S 
Tenericutes; Moll 


32224 


strain BbT2g 16S 
Tenericutes; Moll 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosoma 
icutes; 


ribosoma 
icutes; 


2214735 2214767 22 


2216233 2216265 22 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


54 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


54 


strain 1340 16S ribosomal 


RNA, partial sequence 


gi 
2212774 22142 


gi|219857589 
2214274 22157 


gi|219857588 
2215772 22172 


NR_025178.1 
ref 


NR_025177.1 


ref|NR_025176.1 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


Tenericutes; Moll 
32224 
strain 852 16S ri 
Tenericutes; Moll 
32224 
australiense stra 
australiense Bact 
Propionibacteriac 
32224 
strain E42 16S ri 
Tenericutes; Moll 
32224 
equigenitalium st 
equigenitalium Ba 
32224 
spermatophilum st 
spermatophilum Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
2280421 2280453 22 54 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2358925 2358965 15 55 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 
2365087 2365119 22 54 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2366597 2366629 22 54 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2368107 2368139 22 54 gi 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 


gi 


219857546 


2279959 22814 


219857488 
ial sequen 


219857483 


2364627 23660 


219857482 
quence 
lasmatacea 
219857481 
sequence 
lasmatacea 


21 Mycoplasma anatis Bacteria; 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 
ref|NR_025076.1| Propionibacterium 


ce 2358483 2359951 Propionibacterium 


; Actinomycetales; Propionibacterineae; 


ref|NR_025071.1| Mycoplasma elephantis 
86 Mycoplasma elephantis Bacteria; 


ref|NR_025070.1| Mycoplasma 
2366137 2367596 Mycoplasma 
e; Mycoplasma. 
ref|NR_025069.1| Mycoplasma 
2367647 2369075 Mycoplasma 
e; Mycoplasma. 


32224 


Bacteria_16S 


2369589 2369621 22 


54 


strain HRC292 16S 


ribosomal RNA, partial sequence 


gi|219857480 
2369126 23705 


ref |NR_025068.1 


Mycoplasma primatum 


Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 


87 Mycoplasma primatum Bacteria; 


32224 


Bacteria_16S 


2371100 2371132 22 


54 


strain MH5408 16S 


32224 Bacteria_16S 
strain PG15 16S ribosomal 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2372609 2372641 22 


54 
RNA, partial sequence 


gi] 219857479 
2370638 23720 


gi| 219857478 
2372144 23736 


ref|NR_025067.1 


Mycoplasma opalescens 


Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 


93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1| Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


32224 


strain R171 16S r 
Tenericutes; Moll 


32224 


Bacteria_16S 


Bacteria_16S 


2374115 2374147 22 


2375626 2375658 22 


54 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


54 


strain PG30 16S ribosomal 


RNA, partial sequence 


gi| 219857477 
2373653 23751 


gi| 219857476 
2375159 23766 


ref|NR_025065.1 


ref |NR_025064.1 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 


25 Mycoplasma iners Bacteria; 


32224 


Bacteria_16S 


strain MMP-1 16S 


Tenericutes; Moll 


32224 


Bacteria_16S 


2377139 2377171 22 54 gi| 219857475 
ribosomal RNA, partial sequence 2376676 23781 
icutes; Mycoplasmataceae; Mycoplasma. 

2378647 2378679 22 54 gi| 219857474 


columbinasale strain 694 16S ribosomal RNA, partial sequence 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 
ref|NR_025062.1| Mycoplasma 


2378183 2379640 Mycoplasma 


32224 


Bacteria_16S 


2380153 2380185 22 


54 


strain G122 16S ribosomal RNA, partial sequence 


32224 


strain IL371 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


32224 


cavipharyngis str 
cavipharyngis Bac 


32224 


strain 4822 16S r 
Tenericutes; Moll 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2389327 2389359 22 


2474286 2474318 22 


2475781 2475813 22 


2941021 2941057 15 


54 


54 


54 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


SL 


gi| 219857473 


2379691 23811 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi| 219857467 


2388858 23902 


gi|219857400 


ain 117C 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi| 219857399 


2475319 24767 


gi|219856829 


aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 


aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Virgisporangium. 


32224 


Bacteria_16S 


2942537 2942573 15 


51 


gi| 219856828 


Actinomycetales; 


ochraceum strain 


YU655-43 16S ribosomal RNA, partial se 


quence 


ochraceum Bacteria; Actinobacteria; Actinobacteridae; Act 


Micromonosporaceae; Virgisporangium. 
32224 Bacteria_16S 3324178 3324214 15 


51 


gi|219846702 


vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 


vinaceum Bacteria; 
Micromonosporaceae; Dactylosporangium. 

32224 Bacteria_16S 3325705 3325741 15 
roseum strain DSM 


Dactylosporangium. 
32224 Bacteria_16S 


3327226 3327262 15 


matsuzakiense strain DSM 43810 16S ribosomal RNA, partial 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Dactylosporangium. 
32224 Bacteria_16S 3328745 3328781 15 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactyl 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Dactylosporangium. 
32224 
thailandense DSM 


Dactylosporangium. 


Bacteria_16S 


32224 


strain G145 16S r 
Tenericutes; Moll 


32224 


strain D6-1 16S r 
Tenericutes; Moll 


32224 


strain PG43 16S r 
Tenericutes; Moll 


32224 


strain UC/MF 16S 
Tenericutes; Moll 


32224 


leopharyngis stra 
Bacteria; 


32224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3342358 3342394 15 


3691371 3691403 22 


3700352 3700384 22 


3755446 3755478 22 


3779587 3779619 22 


3782606 3782638 22 


3784089 3784121 22 


51 


51 


51 


51 


43158 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


54 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


54 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


54 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


54 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


54 


54 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846701 


43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactyl 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846700 


gi|219846699 


gi|219846689 


gi|219846443 


3690909 3692364 Mycoplasma adl 


gi| 219846436 
3699882 37013 


gi| 219846395 
3754983 37564 


gi| 219846377 
3779118 37805 


gi|219846375 


in LL2 16S ribosomal RNA, partial sequence 37821 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi|219846374 


inomycetales; 


Micromonosporineae; 


sequence 3326771 332823 
Actinomycetales; 


Micromonosporineae; 


3341903 3343371 Dactyl 
Micromonosporineae; 


leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 37836 


Bacteria; Teneric 
32224 
strain LX 16S rib 
Tenericutes; Moll 
32224 
strain PU 16S rib 
Tenericutes; Moll 
32224 
strain 17529 16S 
Tenericutes; Moll 
32224 
strain DD 16S rib 
Tenericutes; Moll 
32224 
strain BV1 16S ri 
Tenericutes; Moll 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


utes; Mollicutes; Mycoplasmataceae; My 
3785560 3785592 22 54 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3787045 3787077 22 54 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3856760 3856792 22 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858246 3858278 22 54 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


coplasma. 
219846373 


3785096 37865 


219846372 


3786577 37880 


219846324 


3856288 38577 


219846323 


3857775 38592 


Bacteria_16S 


3884399 3884431 22 54 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846306 


ref |NR_025061.1 


ref|NR_025055.1 


ref|NR_024988.1 
2473825 247526 


ref |NR_024987.1 


ref |NR_024648.1 
2940579 294204 
Micromon 


ref |NR_024647.1 
2942098 294356 
Micromonos 


ref |NR_026294.1 

3323723 332519 
Micromonosp 
ref |NR_026293.1 


ref|NR_026292.1 


ref|NR_026291.1 


ref|NR_026281.1 


ref|/NR_026034.1 


ref |NR_026027.1 


ref|NR_025986.1 


ref|NR_025968.1 


ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025965.1 
21 3785045 Mycopl 


ref |NR_025964.1 


ref|NR_025963.1 
ref 


NR_025914.1 


ref |NR_025913.1 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Virgisporangium 


7 Virgisporangium 
osporineae; 


Virgisporangium 


3 Virgisporangium 


porineae; 


Dactylosporangium 


8 Dactylosporangium 
orineae; 


Dactylosporangium 


osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 


9 Dactylosporangium 
Micromonosporineae; 


Dactylosporangium 


osporangium fulvum 
Micromonosporaceae; 


Dactylosporangium 


osporangium thailandense 
Micromonosporaceae; 


Mycoplasma adleri 
leri Bacteria; 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 
asma leopharyngis 


Mycoplasma 


asma leonicaptivi 


ref|NR_025896.1 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


Mycoplasma meleagridis 
24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma corogypsi 
3883911 3885377 Mycoplasma corogypsi Bacteria; 


32224 
strain FT2-B 16S 
Tenericutes; Moll 
32224 


Tenericutes; Moll 


Bacteria_16S 


Bacteria_16S 
strain A417 16S r 


3907458 3907490 22 54 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3908981 3909013 22 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


gi 


219846289 
3906969 39084 


219846288 
3908492 39099 


ref 


ref 


NR_025879.1 


NR_025878.1 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


32224 


canigenitalium st 
canigenitalium Ba 


32224 


Bacteria_16S 


Bacteria_16S 


3910511 3910543 22 


110975 111010 16 


54 


51 


gi 


rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 


gi 


219846287 
sequence 
lasmatacea 

265678988 


ref|NR_025877.1 
3910020 391149 


e; Ureaplasma. 


Ureaplasma 


9 Ureaplasma 


strain BR 16S rib 
Spirochaetes; Spi 
32224 
strain S-16 16S r 
Tenericutes; Moll 
32224 
strain ATCC 23392 
Tenericutes; Moll 
32224 
subsp. socranskii 
socranskii subsp. 
32224 
subsp. paredis st 
socranskii subsp. 
32224 
subsp. buccale st 
socranskii subsp. 
32224 
caeruleus subsp. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
274243 274274 23 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
278791 278822 23 54 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
983692 983727 16 Sn gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
1251764 1251799 16 51 gi 
rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; Spirochaetes; Spiro 
1253291 1253326 16 51 gi 
rain ATCC 35534 16S ribosomal RNA, par 
buccale Bacteria; Spirochaetes; Spiro 
1494186 1494236 1 51 gi 
caeruleus strain DSM 44103 16S ribosomal 


iv 


ti 
ch 


tl: 
ch 


110499 11199 


265678877 
273748 27524 


265678874 


27832 


265678388 
artial seq 


ochaetal 


219857241 


al seque 
aetales; 


219857240 


al seque 
aetales; 


219846703 


RNA, pa 


ref 


ref 


ref 


ref 
uenc 
es; 
ref 
nce 
Spi 
ref 
nce 
Spi 
ref 
rtia 


1 279763 Mycop 


NR_029296.1 


NR_029183.1 


NR_029180.1 
1 


NR_028690.1 
e 983192 
Spirochaetac 
NR_024869.1 
125128 
rochaetaceae 
NR_024868.1 
125281 
rochaetaceae 
NR_026295.1 
1 sequence 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma gateae 
asma gateae Bacteria; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Couchioplanes 
1493762 1495216 


v 


, 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplane 
32224 Bacteria_16S 1554614 1554637 32 55 gi| 219857209 |ref 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 15541 


Bacteria; Firmicu 
32224 
lagogenitalium st 
lagogenitalium Ba 
32224 
strain CH 16S rib 
Tenericutes; Moll 
32224 
strain 105 16S ri 
Tenericutes; Moll 
32224 
phocicerebrale st 
phocicerebrale Ba 
32224 
strain 3T 16S rib 
Tenericutes; Moll 
32224 
strain 383 16S ri 
Tenericutes; Moll 
32224 
strain H/T1 16S r 
Tenericutes; Moll 
32224 
strain DC333 16S 
Tenericutes; Moll 
32224 
strain B1/Tl1 16S 
Tenericutes; Moll 
32224 
strain TB 16S rib 
Tenericutes; Moll 
32224 
strain PG13 16S r 
Tenericutes; Moll 
32224 
strain CH20247 16 
Tenericutes; Moll 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


tes; Bacillales; Bacillaceae; Anoxybacil 
2202669 2202700 23 54 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2210223 2210254 23 54 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2278908 2278939 23 54 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2281930 2281961 23 54 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2477285 2477316 23 54 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478757 2478788 23 54 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480264 2480295 23 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481777 2481808 23 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483286 2483317 23 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484798 2484829 23 54 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486317 2486348 23 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487829 2487860 23 54 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


eq 
la 


eq 
la 


lus. 


219857597 


uence 
smatacea 


219857592 
2209746 22112 


219857547 
2278443 22799 


219857545 


uence 
smatacea 


219857398 
2476824 24782 


219857397 
2478295 24797 


219857396 
2479798 24812 


219857395 
2481316 24827 


219857394 
2482825 24842 


219857393 
2484337 24857 


219857392 
2485849 24873 


219857391 
2487368 24888 


32224 
strain M432/72 16 
Tenericutes; Moll 


Bacteria_16S 


2489344 2489375 23 54 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857390 
2488881 2490343 Mycoplasma equirhinis Bacteria; 


ref 


ref 


ref 


e; M 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


24 1555535 Anoxy 


2281465 22829 


S. 
NR_024837.1 
b 


NR_025135.1 


NR_025133.1 
3 
ycoplasma. 
NR_024986.1 


NR_024985.1 


NR_024984.1 


NR_024983.1 


NR_024982.1 


NR_024981.1 


NR_024980.1 


NR_024979.1 


ref 


Anoxybacillus 
acillus ayderensis 


Mycoplasma 
9 Mycoplasma 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


NR_024978.1 


Mycoplasma equirhinis 


32224 
strain 1219 16S r 
Tenericutes; Moll 


Bacteria_16S 


2490855 2490886 23 54 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


32224 Bacteria_16S 3204486 3204521 16 5. gi 
strain HA2P 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
32224 Bacteria_16S 3689861 3689892 23 54 gi 


strain UIA 16S ri 
Tenericutes; Moll 
32224 
strain 275c 16S r 
Tenericutes; Moll 
32224 
strain PG51 16S r 
Tenericutes; Moll 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3752408 3752439 23 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758456 3758487 23 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857389 
2490394 24918 


219846785 
3204032 32054 


219846444 
3689398 36908 


219846397 
3751943 37534 


219846393 
3757993 37594 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_026377.1| Treponema amylovorum 
74 Treponema amylovorum Bacteria; 


ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


32224 Bacteria_16S 3791545 3791580 19 54 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

32224 Bacteria_16S 3889060 3889091 16 47 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

32224 Bacteria_16S 216501 216547 10 56 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

32224 Bacteria_16S 2968262 2968296 21 55 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 

32224 Bacteria_16S 35289 35318 22 Si gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

32224 Bacteria_16S 1522694 1522723 22 51 gi|219857543|ref|NR_025131.1| Treponema parvum 
strain OMZ833 16S ribosomal RNA, partial sequence 1522207 1523691 Treponema parvum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

32224 Bacteria_16S 2207204 2207225 33 54 gi|219857594|ref|NR_025182.1| Mycoplasma dispar 


strain 462/2 16S 
Tenericutes; Moll 
32224 
azotonutricium st 
azotonutricium Ba 
32224 
stercorarium subs 
Clostridiaceae; C 
32224 
ovipneumoniae str 
ovipneumoniae Bac 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2206719 22081 


93 Mycoplasma dispar Bacteria; 


2269747 2269776 16 45 gi|219857553|ref|NR_025141.1]| Treponema 
rain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
cteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
3581811 3581832 34 55 gi|219846521|ref|NR_026113.1| Clostridium 
p- thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
lostridium. 
3750903 3750924 33 54 gi|219846398|ref|NR_025989.1| Mycoplasma 
ain Y-98 16S ribosomal RNA, partial sequence 3750418 3751892 Mycoplasma 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3753943 3753964 33 54 gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi 


32224 
strain M165/69 16 
Tenericutes; Moll 
32224 
strain PS6 16S ri 
Tenericutes; Moll 
32224 
strain GB8-1 16S 

Firmicutes; Clost 
32224 Fungi_16S 
strain IFM 10035 
Actinobacteria; 

32224 Fungi_16S 
strain IFM 0784 1 
Actinobacteria; A 
32224 Fungi_16S 
strain IFM 0575 1 
Actinobacteria; A 
32224 Fungi_16S 
strain IFM 10084 

Actinobacteria; A 
32224 Fungi_16Ss 
strain YZ-96 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Actinobacteridae; Actinomycetales; Cory 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3799139 3799160 33 54 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4085835 4085884 16 63 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
463 503 15 55 gi 
16S ribosomal RNA, partial sequence 1 


ea 


ne 
1972 2012 15 55 gi 
6S ribosomal RNA, partial sequence 1564 
ctinobacteridae; Actinomycetales; Coryne 
3510 3550 15 55 gi 
6S ribosomal RNA, partial sequence 3067 
ctinobacteridae; Actinomycetales; Coryne 
5070 5110 15 55 gi 
16S ribosomal RNA, partial sequence 4616 
ctinobacteridae; Actinomycetales; Coryne 
6626 6666 15 55 gi 
ribosomal RNA, partial sequence 6163 


3753459 37549 


219846363 
3798661 38001 


219846162 
4085324 40868 


e; Syntr 


265678352 


1514 
bacterin 


265678351 


3016 
bacterin 


265678350 


4565 
bacterin 


265678349 


6112 
bacterin 


265678348 


32 Mycoplasma bovoculi Bacteria; 


ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


ref|NR_025752.1] Syntrophomonas curvata 

82 Syntrophomonas curvata Bacteria; 

ophomonas. 

ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 


7670 


ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


32224 Fungi_16S 8128 8168 15 55 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

32224 Fungi_16S 9614 9654 15 55 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

32224 Fungi_16S 11095 11135 15 55 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
32224 Archaea_16S 34258 34282 30 54 gi|265678399|ref|NR_028701.1| Methanocaldococcus 
vulcanius strain M7 16S ribosomal RNA, partial sequence 33808 35231 Methanocaldococcus vulcanius 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

32224 Archaea_16S 28431 28452 33 54 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 
indicus strain SL43 16S ribosomal RNA, partial sequence 27994 29402 Methanocaldococcus indicus 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

32224 Archaea_16S 35722 35743 33 54 gi|265678344|ref|NR_028646.1| Methanotorris 
formicicus strain Mc-S-70 16S ribosomal RNA, partial sequence 35282 36655  Methanotorris 
formicicus Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanotorris. 
32224 Archaea_16S 212255 212276 33 54 gi|219846128|ref|NR_025718.1| Methanococcus 
vannielii strain SB 16S ribosomal RNA, partial sequence 211889 213145 Methanococcus vannielii 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 

38886 Bacteria_16S 431150 431246 1 96 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 


38886 Bacteria_16S 448141 448237 1 96 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

38886 Bacteria_16S 741531 741627 1 96 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 


strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 
38886 Bacteria_16S 743026 743122 1 96 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 
38886 Bacteria_16S 3977561 3977657 1 96 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 
38886 Bacteria_16S 1313608 1313688 1 81 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
38886 Bacteria_16S 3882862 3882942 1 81 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
38886 Bacteria_16S 1506105 1506180 1 76 gi|219846365|ref|NR_025956.1| Thermoanerobacter 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
38886 Bacteria_16S 1647173 1647252 1 80 gi|219878444|ref|NR_025583.1| Stella vacuolata 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 
38886 Bacteria_16S 1648670 1648749 1 80 gi|219878443|ref|NR_025582.1| Stella humosa strain 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 
38886 Bacteria_16S 561314 561404 7 96 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 
38886 Bacteria_16S 3580292 3580386 1 94 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 
38886 Bacteria_16S 3995110 3995185 1 76 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
38886 Bacteria_16S 3174083 3174163 1 81 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
38886 Bacteria_16S 3881290 3881370 1 81 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 


thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 
38886 Bacteria_16S 3943454 39435341 81 gi 
organovorum strain TFC 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 
38886 Bacteria_16S 3946374 3946454 1 81 gi 
strain Lhet2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
38886 Bacteria_16S 3109028 3109103 1 76 gi 
strain N1 16S ribosomal RNA, complete sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
38886 Bacteria_16S 3953864 3953939 1 76 gi 
sulfidophilum strain W4 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 
38886 Bacteria_16S 3955303 3955378 1 76 gi 
strain MB-G2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
38886 Bacteria_16S 559771 559865 1 94 gi 
strain 173-96 16S ribosomal RNA, partial sequence 


nc 
2 


3945905 39473 
Ac 


3108566 31099 
ho 


en 
te 


3954838 39562 
hodobacter 


559287 56077 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
38886 Bacteria_16S 104998 105078 1 81 gi| 265678993 |ref|NR_029301.1 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermo 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteracea 
38886 Bacteria_16S 905094 905174 1 81 gi| 265678441 |ref|NR_028743.1 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermo 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanae 
Thermoanaerobacter. 

38886 Bacteria_16S 2936528 2936608 1 81 gi|219856832|ref|NR_024651.1 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 293748 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Aceto 
Acidiphilium. 

38886 Bacteria_16S 3083694 3083774 1 81 gi|219846866|ref|NR_026458.1 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 308466 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoana 
Thermoanaerobacter. 

38886 Bacteria_16S 3941993 3942073 1 81 gi|219846264|ref|NR_025854.1 
strain OP 16S ribosomal RNA, partial sequence 3941522 39429 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
38886 Bacteria_16S 3947839 3947919 1 81 gi|219846260|ref|NR_025850.1 
strain KLB 16S ribosomal RNA, partial sequence 3947368 39487 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
38886 Bacteria_16S 4035972 4036047 1 76 gi|219846199|ref|NR_025789.1 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 
38886 Bacteria_16S 378748 378823 1 76 gi|265678802|ref|NR_029107.1 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 37969 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicol 
38886 Bacteria_16S 446615 446698 7 89 gi| 265678757 |ref|NR_029062.1 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
38886 Bacteria_16S 908182 908257 1 76 gi|265678439|ref|NR_028741.1 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
38886 Bacteria_16S 1073602 1073677 1 76 gi| 265678328 |ref|NR_028630.1 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosp 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadacea 
38886 Bacteria_16S 1610779 1610854 1 76 gi|219878469|ref|NR_025608.1 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 161174 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Roseisalinus. 

38886  Bacteria_16S 1969679 1969758 1 80 gi|219878215|ref|NR_025354.1 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 197053 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rh 
Azospirillum. 

38886 Bacteria_16S 2117907 2117982 1 76 gi| 219857656 |ref|NR_025245.1 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
38886 Bacteria_16S 2151185 2151260 1 76 gi|219857634|ref|NR_025223.1 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 21521 

Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphy 
38886 Bacteria_16S 2154110 2154204 1 94 gi|219857632|ref|NR_025221.1 


strain H-8 16S ribosomal RNA, partial sequence 


219846263 
e 39429 
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219846261 
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219846849 
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219846256 
ce 39533 
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aceae; Rhodovulu 
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99 3954787 Rhodov 
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acea 
ref 


e; Rhodovulu 
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e: 


Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 

Rhodovulum 

ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Thermoanaerobacter 
anaerobacter 
robacteraceae; 


’ 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 
Thermoanaerobacter 
6 Thermoanaerobacter 


erobacteraceae; 


Acidiphilium rubrum 


34 Acidiphilium rubrum Bacteria; 


lium. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 

Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 

Erythrobacter citreus 
citreus Bacteria; 
obacter. 
Novosphingobium 
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e; Novosphingobium. 
Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Azospirillum 
3 Azospirillum 
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obacter. 

Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 


Rubritepida flocculans 


2153652 2155080 Rubritepida flocculans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 


38886 Bacteria_ 


strain 50-1 BON 1 


16S 4076604 4076678 1 75 gi 


6S ribosomal RNA, partial sequence 4076074 40776 


219846168 


ref|NR_025758.1 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

38886 Bacteria_16S 1174935 1175008 7 80 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

38886 Bacteria_16S 2997305 2997378 7 80 gi|219846925|ref|NR_026517.1| Acidithiobacillus 


caldus strain KU 
Proteobacteria; 


G 


16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillales; Acidith 


42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 


38886 


Bacteria_16S 


257755 257835 1 


81 


gi 
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Firmicutes; 
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populi BJ001 16S 
Bacteria; 
38886 
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Proteob 
Bacteria_1 
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Proteob 
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Bacteria; 
38886 


Bacteria; 
38886 
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38886 
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asaccharovorans B 


Chelatococcus. 
38886 
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38886 


Bacteria; 
38886 


intermedius strai 
Proteob 
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Bacteria; 
38886 
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hansenii Bacteria 


Gluconacetobacter 
38886 
extorquens strain 
extorquens Bacter 
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Bacteria_16S 


Bacteria_16S 
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Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
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ridia; Thermoanaerobacterales; 
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Thermoa 
gi 


6S 667272 667352 1 81 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
6S 697583 697659 1 77 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
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1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
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Proteob 
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Bacteria_16S 
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lobacteriaceae; 
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ref|NR_024941.1 


Hyphomonas oceanitis 


2535834 2537142 Hyphomonas oceanitis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


38886 Bacteria_ 
strain MHS-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
38886 Bacteria_16S 3107564 3107639 1 76 gi|219846850|ref|NR_026442.1 
strain N2 16S ribosomal RNA, complete sequence 3107102 31085 


16S 2540402 2540477 1 76 
ribosomal RNA, partial sequence 


gi 


219857350 
2539981 25412 


ref|NR_024938.1 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

38886 Bacteria_16S 3418378 3418457 1 80 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

38886 Bacteria_16S 3603459 3603534 1 76 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 


strain LMG 7837 1 


6S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 


Sinorhizobium. 

38886 Bacteria_16S 3653360 3653435 1 76 gi|219846469|ref|NR_026061.1 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 365435 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desul 
38886 Bacteria_16S 3879722 3879797 1 76 gi|219846309|ref|NR_025899.1 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 38807 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

38886 Bacteria_16S 3934730 3934769 1 40 gi|219846270|ref|NR_025860.1 


strain Karp 16S r 


38886 
seohaensis strain 
seohaensis Bacter 
Erythrobacter. 
38886 
donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 
38886 
methylohalidivora 
methylohalidivora 
Leisingera. 


Bacteria_16S 


Bacteria_16S 


38886 


38886 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobi 
Rhizobium. 

38886 Bacteria_16S 2715091 2715164 7 80 gi|219857178|ref|NR_024806.1 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 271605 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Psychrobacter. 

38886 Bacteria_16S 3776568 3776622 7 61 gi| 219846379 |ref|NR_025970.1 


norvegica strain 
Bacteria; Proteob 


38886 
strain IAM 13153 


Bacteria_16S 
strain NF11 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Bacteria_16S 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Bacteria_16S 


3996601 3996676 1 


3998095 3998170 1 


4231938 4232013 1 


ns strain MB2 16S ribosomal RNA, partial 
ns Bacteria; Proteobacteria; Alphaproteobacteria; 


1722034 1722107 7 


2245041 2245115 1 


A8444 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
Thermodesulforhabdus. 
Bacteria_16S 


3976073 3976147 1 


complete sequence 


76 gi 


76 gi 


76 gi 


80 gi 


75 gi 


75 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 


38886 
strain CTCBS1 16S 
Proteobacteria; G 
38886 
strain SH 106 16S 
Planctomycetes; P 
38886 


38886 
alkaliphilum stra 
Bacteria; 
38886 
strain Albert 199 


38886 


Bacteria_16S 
ribosomal RNA, 


44337 44410 7 


216558 216655 1 


ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; 
Bacteria_16S 
strain M39 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 
Bacteria_16S 


787986 788059 7 


841487 841560 7 


in Z4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanosp 
Bacteria_16S 


1667098 1667171 7 


82 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 


2255871 2255912 1 


complete sequence 
ammaproteobacteria; Oceanospirillales; 
Bacteria_16S 


Mycoplana. 
80 gi|265679034|ref|NR_029342.1 
43805 45323 


97 gi 


80 gi 
80 gi 
80 gi 


42 gi 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfobulbus. 


3934247 39357 


219846227 
SW-135 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
219846226 
n SW-132 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
219846047 
sequence 4231451 423288 


219878393 
1721510 1723000 Psychrobacter 


219857569 
2244578 2245989 Rhizob 


3775978 3777536 Thermo 
Syntrophobacterales; Syntrophobact 


219846241 
3975607 3977021 Mycopl 


ref|NR_025817.1 
3996136 399757 
Eryth 


ref|NR_025816.1 
3997630 399906 
Eryt 


ref |NR_025637.1 


Rhodobacterale 


ref|NR_025532.1 
Psychrobacte 


ref|NR_025157.1 


ref |NR_025831.1 


Carnimona 
ref |NR_029226.1 
Blastopire 


ref|NR_028824.1 


ref |NR_028788.1 


Marinospirillum 
ref|NR_025569.1 


Esche 


saheli Bacteria; 
ifer group; 


Desulfotomaculum 

2 Desulfotomaculum 

fotomaculum. 
Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Erythrobacter 

9 Erythrobacter 

robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Psychrobacter luti 
luti Bacteria; 

Ts 

Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Thermodesulforhabdus 
desulforhabdus norvegica 


eraceae; 


Mycoplana bullata 
ana bullata Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 
Halomonadaceae; 
265678918 
216053 21755 
Planctomycetaceae; 
265678520 
787469 788962 Methylophaga 
Piscirickettsiaceae; Methylophaga. 
265678485 
840981 842417 Marino 
irillales; 
219878430 

1666570 1668063 Escher 
Enterobacteriaceae; 
219857562 


s. 
Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Methylophaga alcalica 


alcalica Bacteria; 


Marinospirillum 

spirillum alkaliphilum 
Escherichia albertii 

ichia albertii Bacteria; 

richia. 

Desulfobulbus 


ref|NR_025150.1 
2255320 225677 


6 Desulfobulbus 


38886 Bacteria_16S 2412228 24123017 80 gi| 219857452 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Meth 
Methylosarcina. 

38886 Bacteria_16S 2413794 2413867 7 80 gi|219857451 
strain AML-C10 16S ribosomal RNA, partial sequence 2413261 24147 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 
38886 Bacteria_16S 2424587 2424660 7 80 gi| 219857442 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 24240 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halo 
38886 Bacteria_16S 2624796 2624869 7 80 gi|219857248 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequenc 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; X 
Rhodanobacter. 

38886 Bacteria_16S 2674752 2674825 7 80 gi| 219857206 
subterraneus strain C55 16S ribosomal RNA, partial sequence 26742 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

38886 Bacteria_16S 2782675 2782748 7 80 gi| 219857128 


strain B3-1 16S r 
Proteobacteria; G 
38886 
kuznetsovii strai 
kuznetsovii DSM 6 
38886 
thalassica strain 
thalassica Bacter 
Methylophaga. 
38886 
strain ATCC 35842 
Proteobacteria; G 
38886 
strain PS-1 16S r 
Proteobacteria; G 
38886 
strain 166 16S ri 
Proteobacteria; A 
38886 
CFN 42 16S riboso: 
Alphaproteobacter 
38886 
strain MB312 16S 
Proteobacteria; A 
38886 
lituiforme strain 
Bacteria; Proteob 
38886 
catecholicum stra 
catecholicum Bact 
38886 
psychrophila stra 
psychrophila Bact 
Desulfotalea. 

38886 
phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 

38886 
smaragdinae DSM 1 
11293 Bacteria; S 
38886 
strain USDA 9030 
Proteobacteria; A 
38886 
strain CM243 16S 
Proteobacteria; A 
38886 
jannaschiana stra 
jannaschiana Bact 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
3155886 3155947 1 62 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3382209 33822817 80 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


3383748 3383820 7 80 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3797661 3797734 7 80 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
260615 260690 1 76 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
272706 272781 1 76 gi 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
351826 351902 1 77 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
363704 363780 1 77 gi 
FailI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
688445 688485 1 41 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
926905 926945 1 41 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


Rhizobi 
gi 


1143087 1143163 1 77 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1168788 1168828 1 41 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1503168 1503243 1 76 gi 


lphaproteobacteria; Rhizobiales; Rhizo 
1615284 1615360 1 77 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
2012910 2012986 1 77 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


38886 


Bacteria_16S 


2236033 2236093 1 61 gi 


2782197 27836 


3797117 37986 


260171 26154 


272240 273697 Rhizo 


351363 35277 


16S ribosomal RNA, partial sequence 1502684 15041 


1614821 16162 


otrichacea 
219846818 
sequence 

Clostridia 
219846661 
e sequence 
a; Thiotri 


219846660 
33832 
ciricketts 
219846364 


ciricketts 
265678887 


biaceae; R 
265678878 


um/Agrobac 
265678823 


biaceae; R 
265678812 
ence 36326 
terales; C 
265678590 
equence 

ria; Desul 
265678427 
quence 

ria; Desul 


253680761 
quence 
ria; Rhodo 


228719827 
ce 11682 
taceae; Sp 
219846475 


biaceae; R 
219878466 


aulobacter 
219878187 
al sequenc 
ria; Rhodo 
219857575 


ref|NR_025040.1 
2411699 241321 
ylococcales; Met 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 

ref |NR_025030.1| Halothiobacillus 

42 2425535 Halothiobacillus kellyi 
thiobacillaceae; Halothiobacillus. 
ref|NR_024878.1] Rhodanobacter 

e 2624254 2625756 Rhodanobacter 
anthomonadales; Xanthomonadaceae; 


ref|NR_024834.1 
15 2675666 Thioba 


Thiobacter 
cter subterraneus 


ref|NR_024756.1| Thiothrix disciformis 
12 Thiothrix disciformis Bacteria; 
e; Thiothrix. 
ref|NR_026410.1 
3155325 315690 
Peptococcac 
NR_026253.1 
3381669 338315 
Pisciric 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Methylophaga 
7 Methylophaga 
kettsiaceae; 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylophaga. 

ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 

ref|NR_029195.1| Rhizobium hainanense 

0 Rhizobium hainanense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_029184.1| Rhizobium etli strain 
bium etli Bacteria; Proteobacteria; 


Methylophaga marina 
ophaga marina Bacteria; 


terium group; Rhizobium. 
ref|NR_029128.1| Rhodobium orientis 
0 Rhodobium orientis Bacteria; 
hodobium. 
ref|NR_029117.1| Phenylobacterium 
4 364685 Phenylobacterium lituiforme 
aulobacteraceae; Phenylobacterium. 
ref|NR_028895.1| Desulfobacterium 
687908 689408 Desulfobacterium 
fobacterales; Desulfobulbaceae. 
ref|NR_028729.1| Desulfotalea 
926361 927852 Desulfotalea 
fobacterales; Desulfobulbaceae; 
ref|NR_028009.1| Pannonibacter 
1142608 1144082 Pannonibacter 
bacterales; Rhodobacteraceae; 
ref|NR_027585.1| Spirochaeta 
43 1169775 Spirochaeta smaragdinae DSM 
irochaeta. 
ref|NR_026067.1| Rhizobium tropici 


57 Rhizobium tropici Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 


ref|NR_025605.1| Woodsholea maritima 

41 Woodsholea maritima Bacteria; 

aceae; Woodsholea. 

ref|NR_025326.1| Hyphomonas 

e 2012455 2013864 Hyphomonas 

bacterales; Hyphomonadaceae; Hyphomonas. 
ref|NR_025163.1| Desulfonatronum 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 


Desulfonatronum. 


2235498 2236978 Desulfonatronum 


38886 Bacteria_16S 2457729 2457769 1 41 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

38886 Bacteria_16S 2524205 2524245 1 41 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 

38886 Bacteria_16S 2537668 2537744 1 77 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

38886 Bacteria_16S 2539072 2539148 1 77 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 2539930 Hyphomonas hirschiana Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

38886 Bacteria_16S 2541807 2541883 1 77 gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 2542665 Hyphomonas adhaerens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


38886 


Bacteria_16S 
strain hl 16S ribosomal RNA, partial sequence 


2630916 2630992 1 77 gi| 219857238 


2630432 26317 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


38886 
europaeus strain 
Bacteria; Proteob 
38886 
glycolicus strain 
glycolicus Bacter 
Desulfofustis. 

38886 
strain Z-7491 16S 
Spirochaetes; Spi 
38886 
strain Pasteur II 
Firmicutes; Clost 
38886 
strain 101 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 


38886 
rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 
38886 
thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3003483 3003563 1 81 gi| 219846921 
DES11 16S ribosomal RNA, partial sequence 30029 
acteria; Alphaproteobacteria; Rhodospirillales; 

3237926 3237966 1 41 gi| 219846762 
PerGlyS 16S ribosomal RNA, complete sequence 


ia; Proteobacteria; Deltaproteobacteria; 


3316625 3316685 1 61 gi| 219846709 
ribosomal RNA, partial sequence 3316113 33175 
rochaetales; Spirochaetaceae; Spirochaeta. 
3710941 37110211 81 gi| 219846429 
I 16S ribosomal RNA, partial sequence 37104 
ridia; Clostridiales; Clostridiaceae; Cl 
3949296 3949376 1 81 gi| 219846259 
bosomal RNA, partial sequence 3948831 39502 
Acetobacte 
219846242 
sequence 
a; Rhizobi 


3974654 39747141 61 gi 
IAM 14222 16S ribosomal RNA, complete 

ia; Proteobacteria; Alphaproteobacteri 

terium group; Agrobacterium. 

97351 97390 1 40 gi| 265678998 
ain Bra2 16S ribosomal RNA, partial sequence 

teria; Proteobacteria; Deltaproteobacteria; 


Desu 


Desulfobacterales; 


ostridium. 


ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026354.1 
3237371 323891 
Desu 


ref|NR_026301.1 


ref|NR_026020.1 
25 3711931 Clostr 
ref |NR_025849.1 
raceae; Acidocel 
ref |NR_025832.1 


3974188 397555 
ales; Rhizobiace 


ref|NR_029306.1 
96815 98277 


lfobacterales; D 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Gluconacetobacter 

acetobacter europaeus 

; Gluconacetobacter. 
Desulfofustis 

7 Desulfofustis 

lfobulbaceae; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Clostridium septicum 
idium septicum Bacteria; 


Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 

Agrobacterium 
6 Agrobacterium 
ae; 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


38886 Bacteria_16S 98859 98898 1 40 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
38886 Bacteria_16S 306146 306185 1 40 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

38886 Bacteria_16S 356224 356263 1 40 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

38886 Bacteria_16S 357654 357693 1 40 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

38886 Bacteria_16S 365187 365226 1 40 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

38886 Bacteria_16S 438959 439034 1 76 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

38886 Bacteria_16S 464898 464937 1 40 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

38886 Bacteria_16S 484752 484791 1 40 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

38886 Bacteria_16S 592894 592969 1 76 gi| 265678657 |ref|NR_028962.1| Novosphingobium 


hassiacum strain W-51 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


592408 593892 Novosphingobium hassiacum 
Sphingomonadales; 


Sphingomonadaceae; Novosphingobium. 


38886 
strain SCII24 16S 
Proteobacteria; A 
38886 
grignonense strai 
grignonense Bacte 
38886 
strain ASpGl1 16S 

Spirochaetes; Spi 
38886 
singaporensis str 
singaporensis Bac 
Desulforhopalus. 

38886 
nubinhibens strai 
Bacteria; Proteob 
38886 
strain DSS-3 16S 
Proteobacteria; A 
38886 
strain JB-A2 16S 
Proteobacteria; 

38886 
wolinii strain DB 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


677991 678066 1 76 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
679436 679511 1 76 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
792615 792654 1 40 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
906689 906764 1 76 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


gi 


928375 928414 1 40 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
929863 929902 1 40 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1000853 1000932 1 80 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1126428 1126507 1 80 gi 
16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
Syntrophobacter. 
38886 Bacteria_16S 1141562 11416011 40 gi 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 
38886 
temperatum strain 
temperatum Bacter 
38886 
bermudensis HTCC2 
HTCC2503 Bacteria 
38886 
tianshanense stra 
tianshanense Bact 
Mesorhizobium. 
38886 
septentrionale st 
septentrionale Ba 
Mesorhizobium. 
38886 
strain DSM 5651 1 
Proteobacteria; D 
38886 
aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 
38886 
pentaromativorans 
pentaromativorans 
Novosphingobium. 
38886 
strain LBB1 16S r 
Proteobacteria; A 
38886 
alkaliphilum stra 
Bacteria; Firmicu 
38886 
strain ACCC 19665 
Bacteria; Proteob 
38886 
floricola strain 
Bacteria; Proteob 
38886 
sendaiensis strai 
sendaiensis Bacte 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1242912 1242987 1 76 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1391023 1391062 1 40 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1485186 1485261 1 76 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


v 


1515143 15152181 76 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 
1895695 1895770 1 


76 gi 


265678597 


677507 67890 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678517 


792094 79356 


eta. 

265678440 
al sequenc 
eria; Desu 


265678426 
nce 92790 
terales; R 
265678425 


929371 93083 


hodobacter 
265678377 


1000320 10017 


ciricketts 
253680772 

11259 

obacterale 


253680762 
quence 
eria; Sphi 
219878114 
quence 

a; Rhizobi 
228716336 
e 13905 
Parvularc 
219857250 
quence 

ria; Rhizo 
219878113 
1 sequence 


teria; Rhi 


219878267 


6S ribosomal RNA, partial sequence 1895145 18966 


eltaproteobacteria; Desulfobacterales; 
2098116 2098155 1 40 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


2113297 2113336 1 40 gi 
strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteo 


2340750 2340789 1 40 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
2527193 2527232 1 40 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2623213 2623288 1 76 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2695491 2695570 1 80 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2728887 2728962 1 76 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 


gi 


38886 
strain S37 16S ri 
Proteobacteria; A 


Bacteria_16S 


Desulfoba 
219878123 
uence 
ria; Rhizo 
219857659 
al sequenc 
bacteria; 


219857501 


2340265 23417 


hodobacter 
219857359 
nce 25266 
occaceae; 
219857249 
26227 
les; Phyll 
219857191 
nce 26950 
rillales; 
219857168 
quence 
acillaceae 


2965252 2965291 1 40 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


219856812 


Sphingomon 


Ochrobactrum tritici 
tritici Bacteria; 


ref |NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref |NR_028901.1 

678955 680426 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028820.1| Spirochaeta americana 
0 Spirochaeta americana Bacteria; 


Ochrobactrum 
Ochrobactrum 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Roseovarius 
arius nubinhibens 


ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 
3 Ruegeria pomeroyi Bacteria; 
aceae; Ruegeria 
ref|NR_028679.1| Thiomicrospira frisia 
83 Thiomicrospira frisia Bacteria; 
iaceae; Thiomicrospira. 

ref|NR_028020.1| Syntrophobacter 

86 1127376 Syntrophobacter wolinii 

s; Syntrophobacteraceae; 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_024880.1 

1484704 148617 
biales; Phylloba 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


ref|NR_025252.1 
1514694 151610 
zobiales; Phyllo 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Nitratireductor 
7 Nitratireductor 
cteriaceae; 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025262.1 

2097632 209908 
biales; Phylloba 


ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


, 


ref|NR_025089.1| Rhodobaca bogoriensis 

21 Rhodobaca bogoriensis Bacteria; 

aceae; Rhodobaca 

ref|NR_024947.1| Desulfotomaculum 

73 2528174 Desulfotomaculum alkaliphilum 

Desulfotomaculum. 

ref|NR_024879.1| Mesorhizobium amorphae 

31 2624203 Mesorhizobium amorphae 

obacteriaceae; Mesorhizobium. 

ref|NR_024819.1| Saccharibacter 

10 2696445 Saccharibacter floricola 

Acetobacteraceae; Saccharibacter. 

ref|NR_024796.1| Alicyclobacillus 
2728379 2729816 Alicyclobacillus 

; Alicyclobacillus. 

ref|NR_024631.1| Sphingopyxis chilensis 


v 


2964771 2966222 Sphingopyxis chilensis Bacteria; 


adaceae; Sphingopyxis. 


38886 Bacteria_16S 3025989 3026028 1 40 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
38886 Bacteria_16S 3131563 3131638 1 76 gi|219846834|ref|NR_026426.1| Mesorhizobium 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3131100 3132536 Mesorhizobium 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

38886 Bacteria_16S 3136087 3136126 1 40 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

38886 Bacteria_16S 3243972 3244051 1 80 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 

38886 Bacteria_16S 3528527 3528606 1 80 gi|219846557|ref|NR_026149.1| Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886 Bacteria_16S 3574349 3574428 1 80 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

38886 Bacteria_16S 3683784 3683859 1 76 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

38886 Bacteria_16S 3716862 3716901 1 40 gi|219846425|ref|NR_026016.1| Sagittula stellata 
strain E-37 16S ribosomal RNA, partial sequence 3716418 3717790 Sagittula stellata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula. 

38886 Bacteria_16S 3940547 3940586 1 40 gi|219846265|ref|NR_025855.1| Rhodobium marinum 


strain BN 126 16S 


38886 
salexigens strain 
Bacteria; Proteob 
38886 
flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 
38886 
alkenivorans stra 
alkenivorans Bact 


38886 
vulcanalis strain 
Bacteria; Firmicu 
38886 
aliphaticivorans 
aliphaticivorans 


38886 
nitratireducens s 
nitratireducens 
38886 
aespoeensis stra 
aespoeensis Bact 
Desulfovibrio. 
38886 
strain CCBAU 719 
Proteobacteria; 
38886 
strain SH22623 1 
Proteobacteria; 
38886 
strain JCM 21370 
Proteobacteria; 
38886 
strain SW32 16S 
Proteobacteria; 
38886 
strain NF23 16S 
Proteobacteria; 
38886 


Bacteria_16S 
in PF2803 16S ribosomal RNA, partial s 
eria; Deltaproteobacte 
Desulfatibacillum. 
Bacteria_16S 


Bacteria; 
Desulfatibacillum. 
Bacteria_16S 


ribosomal RNA, partial sequence 


3970276 3970315 1 


4001017 4001056 1 


4026742 4026817 1 


Proteobacteria; 


4048083 4048158 1 


CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
Bacteria_16S 
strain CV2803 16S ribosomal RNA, parti 
Deltaproteob 


4165191 4165266 1 
Proteobacteria; 


4172778 4172853 1 


40 


40 


76 


76 


76 


76 


3940082 39414 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
Bacteria_16S 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
Bacteria_16S 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


gi 


gi 


gi 


gi 


gi 


gi 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


train Met 79 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clost 
16S 95814 95868 7 61 gi 
in Aspo2 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacter 


16S 794059 794133 1 75 gi 
0B 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Rhizo 
16S 1025111 1025185 1 75 gi 


biaceae; A 
219846245 
ence 39698 
terales; R 
219846224 
uence 

a; Sphingo: 


219846205 
equence 
ria; Desul 


219846188 
ence 40475 
Alicycloba 
219846104 
al sequenc 
acteria; D 


219846098 
1 sequence 


71 Afifella marina Bacteria; 


fife 
ref 


17 3971134 Rhodo 
hodo 


ref 


4000552 40019 
mona 


ref 


foba 


ref 


66 4049023 Alicy 
cill 


ref 


e 4164674 416611 
esul 


ref 
4 


4026183 40277 


172278 417374 


lla. 
NR_025835.1 

bed 
bacteraceae; 
NR_025814.1 
9 
dales; Sphin 
NR_025795.1 
0 
cterales; De 
NR_025778.1 
c 
us. 


NR_025694.1 


fobacterales 


NR_025688.1 


ridiales; 


uence 
ia; 


biaceae; 


6S ribosomal RNA, partial sequence 1024681 10260 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
16S 1070684 1070758 1 75 gi|265678330|ref|NR_028632.1 
16S ribosomal RNA, partial sequence 1070184 10716 
Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrel 
16S 1483685 1483719 7 41 gi|219857506|ref|NR_025094.1 
ribosomal RNA, partial sequence 1483159 14846 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria 
16S 1723575 1723648 7 80 gi| 219878392 |ref|NR_025531.1 
ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
16S 1766089 1766162 7 80 gi|219878360|ref|NR_025499.1 


265678999 


Desulf 


265678516 
79361 


265678361 


Eubacteriaceae; 
ref |NR_029307.1 

95265 96764 
ovibrionales; De 
ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028663.1 


R 


Rhodothalassium 

halassium salexigens 
Rhodothalassium. 
Sphingopyxis 

5 Sphingopyxis 

gomonadaceae; 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Alicyclobacillus 
lobacillus vulcanalis 


Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


, 


Garciella 

8 Garciella 
Garciella. 
Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Rhizobium loessense 

ium loessense Bacteria; 
terium group; Rhizobium. 
Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Psychrobacter fozii 
fozii Bacteria; 
rs 


Alkalilimnicola 


halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 


38886 
dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 
38886 
strain DSM 12769 
Proteobacteria; 

38886 
strain AA0O8 16S r 


G 


38886 
strain ORS 992 16 


38886 
antarctica strain 
antarctica Bacter 
Psychromonas. 
38886 
capsulatus strain 
Bacteria; Proteob 
38886 
strain USDA 1844 


38886 
strain SW-154 16S 
Proteobacteria; G 
38886 
thermoacetoxidans 
thermoacetoxidans 
38886 
strain BG8 16S ri 
Proteobacteria; G 
38886 
strain Benl02 16S 


38886 
rhabdoformis stra 
Bacteria; Proteob 
38886 
actinomycetemcomi 


Pasteurellales; 
38886 
thermoautotrophic 
thermoautotrophic 
Moorella group; M 
38886 
asymbiotica subsp. 


P 


Enterobacteriales 
38886 
formicigenes stra 
formicigenes Bact 
38886 
australiensis str 
australiensis Bac 
Quatrionicoccus. 

38886 
acidaminovorans s 
acidaminovorans B 
38886 
strain CIP 105566 
Proteobacteria; 
38886 


Bacteria_16S 


s Bacteria; 
ae; 
Bacteria_16S 


Bacteria_16S 
216 16S ribosomal RNA, 
acteria; Alphaproteobacteria; Rhizobia 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2355940 2355994 7 


Desulfovibrio. 
2506013 2506086 7 


2709181 2709275 1 


3075955 3076029 1 


3116659 3116729 7 


star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


3577360 3577434 1 


3645709 3645783 1 


4017616 4017690 7 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 
Bacteria_16S 


53649 53710 1 


strain CAMZ 16S ribosomal RNA, partia 


Bacteria; Firmicutes; 
190392 190465 7 


250306 250379 3 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 


284907 284948 1 


292570 292643 7 


s strain SF3 16S ribosomal RNA, partia 
Proteobacteria; 


16S ribosomal RNA, partial sequence 2505486 25069 
ammaproteobacteria; Chromatiales; Ecto 
Bacteria_16S 


61 gi|219857490|ref|NR_025078.1| Desulfovibrio 
1 sequence 2355381 2356917 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; 
80 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
thiorhodospiraceae; Alkalispirillum. 
94 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
2708714 2710124 Asaia krungthepensis Bacteria; 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 


75 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
Bacteria_16S 


77 


75 
comple 


75 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
Bacteria_16S 


80 


Acetobacte 
gi|219846871 
3075492 30769 
biaceae; R 
219846844 
uence 

a; 


ref 


ref 
3 


gi 


219846524 
nce 35769 
les; Brady 
219846474 


ref 
05 3 


gi 
te seque 
gi ref 
biaceae; R 
gi|219846211 
4017086 40185 


ref 


race 


Alteromonad 


rhiz 


ae; Asaia. 
NR_026463.1 


bium/Agroba 
NR_026436.1 
116131 311762 
ales; Psych 


NR_026116.1 
578325 Blast 
obiaceae; Bl 
NR_026066.1 


bium/Agrobac 
NR_025801.1 


Cc 


r 


fe) 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
hizo 


terium group; Rhizobium. 
Psychromonas 

9 Psychromonas 

omonadaceae; 


Blastobacter 

bacter capsulatus 
astobacter. 

Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 
hizo 


terium group; Rhizobium. 
Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


62 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
1 sequence 53088 54587 Desulfotomaculum 
Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
80 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
189853 191306 Methylomicrobium album Bacteria; 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 


76 


42 


in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
Bacteria_16S 
tans strain 277/49-50(8) 16S ribosomal 
Aggregatibacter actinomycetemcomitans Bacteria; 
asteurellaceae; Aggregatibacter. 


80 


ethylococcaceae; Methylomi 
gi| 265678895 |ref|NR_029203.1 
249819 25124 


hodobacter 
265678870 
ence 28438 
acterales; 
265678865 
RNA, part 


gi ref 


ref 
ial 


gi 


4 285824 Desul 
Des 


e; Amaricocc 
NR_029176.1 
£ 
ulfobulbacea 
NR_029171.1 
sequence 


crobium. 
Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 
acea 


us. 

Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 
Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Bacteria_16S 332201 332242 1 42 gi| 265678839 |ref|NR_029144.1| Moorella 
a strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
a Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
oorella. 
Bacteria_16S 400225 400298 7 80 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 
Photorhabdus asymbiotica subsp. australis Bacteria; Proteobacteria; Gammaproteobacteria; 
; Enterobacteriaceae; Photorhabdus. 
Bacteria_16S 417310 417355 8 53 gi|265678776|ref|NR_029081.1| Tepidibacter 
in DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
eria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
Bacteria_16S 481712 481785 7 80 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
ain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Bacteria_16S 483208 483245 1 38 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
train sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
Bacteria_16S 545991 546064 7 80 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
Bacteria_16S 562888 562961 7 80 gi|265678677|ref|NR_028982.1| Acidithiobacillus 
n DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 
38886 
impatiens strain 
Bacteria; Proteob 
Saccharospirillum. 
38886 


ria; 


Bacteria_16S 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


Bacteria_16S 
strain 279-56 16S ribosomal RNA, partial sequence 


Proteobacteria; 


604923 604996 7 


662661 662734 7 


Gammaproteobacter 


80 


80 


ia; Acidithiob 
265678648 
ence 60442 
irillales; 


gi ref 
Sac 


ref 


gi| 265678607 


0 605869 Saccha 


acillales; A 
NR_028953.1 


charospirill 


cidithiobacillaceae; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


NR_028912.1 


Enterobacter cloacae 


662137 663647 Enterobacter cloacae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


cloacae complex. 
38886 Bacteria_ 
strain DSM 30039 
Proteobacteria; 


G 


16S 689994 690067 7 80 gi 


16S ribosomal RNA, partial sequence 689459 69096 


265678589 


38886 


Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 
38886 
subterraneus stra 
subterraneus Bact 
Thermaerobacter. 
38886 
strain 12993 16S 
Proteobacteria; 

38886 
strain 256 16S ri 
Proteobacteria; G 
38886 
strain CDC 2970-5 
Bacteria; Proteob 
38886 
strain 167 16S ri 
Proteobacteria; G 
38886 
strain I-75 16S r 
Proteobacteria; G 
38886 
strain DO 14784 1 
Proteobacteria; G 
38886 
hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 
38886 
strain ATCC 33433 
Proteobacteria; G 
38886 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ref|NR_028894.1 


Citrobacter freundii 
3 Citrobacter freundii Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

691546 691619 7 80 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
n NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

801841 801882 1 42 gi|265678511|ref|NR_028814.1| Thermaerobacter 
in C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

818567 818640 7 80 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

820072 820145 7 80 gi| 265678499 |ref|NR_028802.1| Kluyvera intermedia 
bosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

986885 986958 7 80 gi|265678386|ref|NR_028688.1| Citrobacter murliniae 
9 16S ribosomal RNA, partial sequence 986336 987865 Citrobacter murliniae 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

988465 988538 7 80 gi|265678385|ref|NR_028687.1| Citrobacter braakii 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1100 


38886 


Bacteria_16S 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


990045 990118 7 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


991616 991689 7 


994705 994758 8 
Firmicutes; 


1003855 1003928 7 


1171864 1171901 1 
2 Bacteria; 


1270074 1270135 1 


80 gi 


80 gi 


6S ribosomal RNA, partial sequence 991068 99256 
ammaproteobacteria; Enterobacteriales; 


61 gi 


strain glu 65 16S ribosomal RNA, parti 
Bacteria; 
acter. 
Bacteria_16S 


Clostridia; 


80 gi 


16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
Bacteria_16S 
11002 16S ribosomal RNA, partial sequ 
Synergistetes; 


38 gi 


62 gi 


987916 98944 


989496 99101 


Clos 


Synerg 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 

38886 
lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 

38886 Bacteria_16S 1324473 13245141 42 gi|219878140 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoana 
Family III. Incertae Sedis; Caldicellulosiruptor. 

38886 Bacteria_16S 1671703 1671776 7 80 gi| 219878427 


strain 888-76 16S 
Proteobacteria; 

38886 
israelensis strai 
Bacteria; Proteob 
38886 
canadensis strain 
canadensis Bacter 
Chromohalobacter. 
38886 
strain L1/68 16S 
Proteobacteria; 

38886 
strain $3/2-161 1 
Proteobacteria; G 
38886 


G 


Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


1301455 1301496 1 42 


gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1863316 1863389 7 80 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1864898 1864971 7 80 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


1927237 1927310 7 80 

ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2005231 2005304 7 80 gi 


gi 


ammaproteobacteria; Enterobacteriales; 


se 
ia 


1671187 16725 


nc 
in 


a; 
1926697 19282 


an 


6S ribosomal RNA, partial sequence 2004699 20061 


2008321 20083947 80 gi 


Enterobac 
265678384 


Enterobac 
265678383 


Enterobac 
265678381 
al sequenc 
tridiales; 


265678375 

10033 
Enterobac 
228719312 
ence 11713 
istia; Syn 


219846400 
quence 
Desulf 


’ 


219846639 


Enterobac 
219878292 
e 18627 
illales; 
219878291 
sequence 
Oceanos 


219878243 


thomonad 
219878192 


Enterobac 


5 Citrobacter braakii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028686.1| Citrobacter sedlakii 
7 Citrobacter sedlakii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028685.1| Citrobacter rodentium 
3 Citrobacter rodentium Bacteria; 
teriaceae; Citrobacter. 

ref |NR_028683.1| Acidaminobacter 

e 994185 995652 Acidaminobacter 
Clostridiales Family XII. Incertae 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref|NR_026231.1 


naerobacterales 
ref|NR_025279.1 

1323941 132544 
erobacterales; T 


ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
NR_025430.1 
1864353 186588 
pirillales; Halo 
ref |NR_025382.1 
aceae; Ignatzsch 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 


219878190 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Family III. Incertae 


obacter. 
Chromohalobacter 


Chromohalobacter. 
Chromohalobacter 


4 Chromohalobacter 
monadaceae; 


ineria. 


auxella. 


ref |NR_025329.1 
2007792 200929 


Buttiauxella 
5 Buttiauxella 


Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Enterobacter cowanii 


cowanii Bacteria; 


halobacter israelensis 


Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 


Buttiauxella izardii 
izardii Bacteria; 


ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 


38886 


Bacteria_16S 


2086037 2086110 7 


80 


strain T9 16S rib 
Proteobacteria; 
38886 


illinoisensis strain MVAB Hexl 16S ribosomal RNA, 


illinoisensis Bacteria; Proteobacteria; Gammaproteobact 
Alkanindiges. 
38886 Bacteria_16S 2277434 2277507 7 80 gi 


buryatense strain 


Bacteria; 
38886 


38886 


Bacteria; 
38886 
limimaris strain 
Bacteria; 
38886 
yonseiensis strai 
Bacteria; Firmicu 
38886 
strain SPS-1037 1 
Proteobacteria; B 
38886 
sapomandens strai 
Sapomandens Bacte 
38886 
naphthovorans str 
naphthovorans Bac 
38886 
strain SEBR 4211 
Firmicutes; Clost 
38886 
strain CKB 16S ri 
Proteobacteria; B 
38886 
strain CDC 0876-5 
Bacteria; Proteob 
38886 
strain CDC 2991-8 
Proteobacteria; G 
38886 
nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


Synergi 


osomal RNA, partial sequence 


gi|219878132 
2085504 20870 


ref 


NR_025271.1 


Gammaproteobacteria; Oceanospirillales; 
Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Methyloc 
Bacteria_16S 
thiooxidans strain ALG 1 16S ribosomal RNA, partial seq 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacter 
Roseinatronobacter. 
Bacteria_16S 
marinus strain srl2 16S ribosomal RNA, partial sequence 


Bacteria_16S 
Proteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
ain JCM 11223 16S ribosomal RNA, partial 


2107254 21073277 80 gi 


compl 


5B 16S ribosomal RNA, partial sequenc 


2336238 2336277 1 40 gi 


2351303 23513401 38 


gi 
stetes; Synergistia; Synergistales; Sy 
2354363 2354404 1 42 gi 
DCB-M 16S ribosomal RNA, partial seque 
Deltaproteobacteria; Syntroph 
2387818 2387871 1 54 gi 
tes; Clostridia; Thermoanaerobacterale 
2410666 2410739 7 80 gi 


2428918 2428959 1 42 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2607840 2607913 7 80 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; 
2615600 2615653 8 61 gi 
ridia; Clostridiales; 
2618700 2618773 7 80 
bosomal RNA, partial sequence 


gi 


2635385 2635458 7 80 gi 
8 16S ribosomal RNA, partial sequence 


2636949 2637022 7 80 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2757099 2757140 1 42 gi 
teria; 


Firmicutes; Clostridia; 


n KBl 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 2410156 24116 
etaproteobacteria; Burkholderiales; Tepidimonas. 
Bacteria_16S 


Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Family XII. 


2618180 26196 
etaproteobacteria; Rhodocyclales; Rhodoc 


Bacteria_16S 


acteria; Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 


Clostridiales; 


219878115 
eria; 


219857548 
e 
occales; 
219857504 
uence 

ia; 


219857493 


219857491 
nce 
ob 
219857468 
23873 
S; 
219857453 


219857438 
sequence 

ales; 
219857263 
ia 


219857255 


219857253 


219857234 
26348 


219857233 
26364 
Enterobac 
219857148 
sequenc 
cl 


Alcanivoracaceae; 


ete sequence 2106707 210823 
Pseudomonadales; 


22768 


Rhodobacterales; 


23507 
nergistaceae; 


23538 
acterales; 


Thermoanaerobacteraceae 


Peptococcaceae; 


1 sequence 2607312 26087 
Oceanospirillales; 


yclaceae; 


ref |NR_025254.1 


ref |NR_025136.1 


ref |NR_025092.1 
2335756 233710 


ref |NR_025081.1 


ref|NR_025079.1 
08 2355330 Desulf 


ref|NR_025056.1 
07 2388807 Thermo 


ref |NR_025041.1 


ref|NR_025026.1 

2428395 242981 
Desu 
NR_024894.1 
7 
N 
NR_024886.1 


ref 


ref 


Incertae Sedis; 
ref|NR_024884.1 
85 Dechloromonas 
Dechloromonas. 
ref |NR_024862.1 
42 2636362 Citro 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


Syntrophaceae; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Alkanindiges 
9 Alkanindiges 


Moraxellaceae; 


Methylomicrobium 


93 2278392 Methylomicrobium buryatense 
Methylococcaceae; 


Methylomicrobium. 
Roseinatronobacter 
2 Roseinatronobacter 


Rhodobacteraceae; 


Dethiosulfovibrio 


96 2352265 Dethiosulfovibrio marinus 
Dethiosulfovibrio. 


Desulfomonile 

omonile limimaris 
Desulfomonile. 

Thermoanaerobacter 

anaerobacter yonseiensis 

; Thermoanaerobacter. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Desulfotomaculum 

8 Desulfotomaculum 
1lfotomaculum. 
Neptunomonas 

7 Neptunomonas 
eptunomonas. 

Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Dechloromonas agitata 
agitata Bacteria; 


Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


38886 


strain AP3 16S ri 
Proteobacteria; 


38886 


strain ATCC 12775 
Proteobacteria; 


38886 


strain DSM 3050 1 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
38886 Bacteria_16S 2904669 2904710 1 42 gi| 219856853 |ref|NR_024672.1 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 290561 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family 
Thermaerobacter. 

38886 Bacteria_16S 2948742 2948815 7 80 gi|219856824|ref|NR_024643.1 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
38886 Bacteria_16S 2950230 2950303 7 80 gi| 219856823 |ref|NR_024642.1 


strain JCM1237 16 
Proteobacteria; 


38886 


strain JCM1234 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2779742 2779815 7 


2855528 2855601 7 


2863243 28632767 


2951731 2951804 7 


80 


bosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Thiotrichaceae; 


80 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


40 


6S ribosomal RNA, partial sequence 2862729 28642 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


80 


gi|219857130 
2779259 27806 


219856887 
28549 


gi 


gi|219856882 


2949709 29511 


ref 


T 
ref 


ref 


gi| 219856822 


85 2856506 Pseudo 
Enterobacteri 


NR_024758.1 


hiothrix. 
NR_024706.1 


aceae. 
NR_024701.1 


aceae; Enter 


ref 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 

Thermaerobacter 

5 Thermaerobacter 
XVII. Incertae Sedis; 


Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


57 Enterobacter amnigenus Bacteria; 
Enterobacteri 


obacter. 


NR_024641.1 


Enterobacter gergoviae 


2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


38886 Bacteria_16S 2953229 29533027 80 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

38886 Bacteria_16S 3299914 3299987 7 80 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

38886 Bacteria_16S 3385272 3385345 7 80 gi| 219846659 |ref|NR_026251.1| Chromohalobacter 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

38886 Bacteria_16S 3668688 3668761 7 80 gi|219846458|ref|NR_026049.1| Erwinia persicina 
strain HK 204 16S ribosomal RNA, partial sequence 3668184 3669639 Erwinia persicina Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Erwinia. 

38886 Bacteria_16S 3692939 3693012 7 80 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 

38886 Bacteria_16S 4067552 4067585 7 40 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

38886 Bacteria_16S 4081321 4081394 7 80 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

38886 Bacteria_16S 4122067 41221407 80 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

38886 Bacteria_16S 4230436 4230497 1 62 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 
38886 
strain F2R9 16S r 
Proteobacteria; G 
38886 
phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 
38886 
lavamentivorans s 
lavamentivorans B 
Parvibaculum. 
38886 
G1212 16S ribosom 
Alphaproteobacter 
38886 
strain CE2105 16S 
Proteobacteria; A 
38886 
acidiphila strain 
Bacteria; Proteob 
38886 
azorensis strain 
Bacteria; Firmicu 
38886 
biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 

38886 
yabuuchiae strain 
Bacteria; Proteob 
38886 
strain DAPP-PG 22 
Proteobacteria; A 
38886 
strain Y 16S ribo 
Alphaproteobacter 
38886 
silvestris strain 
Bacteria; Proteob 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 
e; 
Bacteria_16S 


ptococcaceae; Desulfotomaculum. 
4234974 4235047 7 80 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
372635 372675 1 41 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


gi 


381781 381821 1 41 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


477047 477123 1 
al RNA, partial sequence 
ia; Rhodobacterales; Rhodobacteraceae; 
629361 629401 1 41 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
649320 649396 1 77 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
653644 653704 1 61 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
720099 720139 1 41 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


V1 gi 


1067691 1067731 1 41 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1077994 1078034 1 41 gi 
4 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1083969 1084009 1 41 gi 


ia; Sphingomonadales; Sphingomonadacea 
1380580 1380656 1 77 gi 
BL2 16S ribosomal RNA, partial sequen 


acteria; Alphaproteobacteria; Rhizobia 


38886 


Bacteria_16S 


4234473 42358 


476563 478023 Parac 


628893 63029 


ce 


219846045 


Enterobac 
265678806 
quence 
teria; Sph 
265678800 
sequence 
cteria; Rh 
265678733 


Paracoccu 
265678631 


Rhodospiri 
265678618 
e 64884 
les; Beije 
265678614 
ence 65316 
idiaceae; 

265678568 
1 sequence 
eria; Caul 


265678332 
ence 10672 
onadales; 
265678324 
10775 
Sphingomon 
265678320 


Sphingo 
228717274 
13801 
les; Beije 


1397062 1397102 1 41 gi 


ref|NR_025635.1 
teriaceae; Klebs 
ref|NR_029111.1 

372149 373610 
ingomonadales; S 


ref|NR_029105.1 
381306 382756 
izobiales; Phyll 


ref 
occu 
s. 

ref 


NR_029038.1 
s yeei Bacte 


NR_028936.1 


llaceae; Roseosp 
ref|/NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref |NR_028872.1 

719632 721036 
obacterales; Cau 


ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028622.1 
gobium amiense B 
bium. 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 


228715764 


nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 


ref |NR_027539.1 
1396599 139803 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Parvibaculum 
Parvibaculum 


obacteriaceae; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 

Methylocapsa 

ocapsa acidiphila 
hylocapsa. 
Caloranaerobacter 
naerobacter azorensis 
vs 

Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingobium amiense 
acteria; Proteobacteria; 


Methylocella 

ocella silvestris BL2 
hylocella. 
Methylobacterium 

3 Methylobacterium 


nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


Methylobacterium. 
38886 Bacteria_ 


RW1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


38886 Bacteria_ 


strain SMP-10 16S 
D 


Proteobacteria; 
38886 Bacteria_ 
chlorophenolicum 
chlorophenolicum 
Sphingobium. 

38886 Bacteria_ 


strain S-3 16S ri 
Proteobacteria; Alphaproteobacteria; 


38886 Bacteria_ 


lusatiensis strai 
Proteob 


Bacteria; 
38886 Bacteria_ 


fujisawaense stra 
fujisawaense Bact 


Methylobacterium. 
38886 Bacteria_ 


strain EDIV 16S r 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
strain Cm al3 16S 
D 
Bacteria_16S 


38886 


Proteobacteria; 
38886 


lanuginosus strai 
lanuginosus Bacte 


Chondromyces. 
38886 


Chondromyces. 
38886 
strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
submarinus strain 
Proteob 
Bacteria_16S 


38886 


Bacteria; 
38886 


azotonutricium st 
azotonutricium Ba 


38886 


viterbiensis stra 
viterbiensis Bact 


38886 
strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


38886 
berrensis strain 
Bacteria; 
38886 
strain SMCC W459 
Firmicutes; 
38886 
strain IM1 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
Bacteria_16S 


38886 
carotinifaciens s 
carotinifaciens B 
Paracoccus. 

38886 
strain DSM 11603 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
Bacteria_16S 


38886 
zavarzinii strain 
zavarzinii Bacter 
38886 


Bacteria_16S 
apiculatus strain 
apiculatus Bacter 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicu 
Bacteria_16S 


Clost 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S 1400066 1400106 1 41 


1399 
16S 1404558 1404637 1 80 
eltaproteobacteria; Myxococcales 
16S 1407497 1407537 1 41 
strain ATCC 33790 16S ribosomal 


16S 1413558 1413598 1 41 
bosomal RNA, partial sequence 


16S 1569481 1569556 1 76 

n S1 16S ribosomal RNA, partial 
acteria; Alphaproteobacteria; Rh 
16S 1939289 1939329 1 41 
in DSM 5686 16S ribosomal RNA, p 
eria; Proteobacteria; Alphaprote 
16S 1956038 1956078 1 41 
ibosomal RNA, partial sequence 


1981981 1982021 1 41 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales 
1983566 1983606 1 41 
n Sy t2 16S ribosomal RNA, parti 
ria; Proteobacteria; Deltaproteo 


1985150 1985190 1 41 
Cm al4 16S ribosomal RNA, parti 
ia; Proteobacteria; Deltaproteob 


2015840 2015880 1 41 
16S ribosomal RNA, partial sequ 
Sphingomonad 
2102777 2102853 1 77 
6N 16S ribosomal RNA, partial s 
acteria; Deltaproteobacteria; De 
2269798 2269837 1 40 
rain ZAS-9 16S ribosomal RNA, pa 
cteria; Spirochaetes; Spirochaet 
2406027 2406067 1 41 
in JW/MS-VS5 16S ribosomal RNA, 
eria; Firmicutes; Clostridia; Cl 
2460713 2460753 1 41 
ribosomal RNA, partial sequence 
Sphingomonad 
2507526 2507586 1 61 
CTT3 16S ribosomal RNA, partial 
tes; Clostridia; Clostridiales; 
2598612 2598648 1 37 
16S ribosomal RNA, partial seque 
ridia; Clostridiales; Peptococca 
2662625 2662701 1 77 
bosomal RNA, partial sequence 


2926003 2926079 1 77 
train E-396 16S ribosomal RNA, c 
acteria; Proteobacteria; Alphapr 


3106087 3106162 1 76 
16S ribosomal RNA, partial seque 


3127166 3127242 1 V7 
ZV-622 16S ribosomal RNA, parti 
ia; Proteobacteria; Alphaproteob 
3128654 3128730 1 77 


Sphingomonadales; 


ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Alphaproteob 


Sphingomonadales; 


Sphingomonadales; 


gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
580 1401060 Sphingomonas wittichii RW1 Bacteria; 
Sphingomonadaceae; Sphingomonas. 
gi|219857153|ref|NR_024781.1| Haliangium tepidum 
1404010 1405517 Haliangium tepidum Bacteria; 
; Nannocystineae; Haliangiaceae; Haliangium. 
gi| 219846657 |ref|NR_026249.1| Sphingobium 
RNA, partial sequence 1407032 1408473 Sphingobium 
acteria; Sphingomonadales; Sphingomonadaceae; 
gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
1413085 1414501 Sphingobium cloacae Bacteria; 
Sphingomonadaceae; Sphingobium. 
gi|219878173|ref|NR_025312.1| Defluvibacter 
sequence 1569018 1570426 Defluvibacter lusatiensis 
izobiales; Phyllobacteriaceae; Defluvibacter. 
gi|219878235|ref|NR_025374.1| Methylobacterium 
artial sequence 1938810 1940249 Methylobacterium 
obacteria; Rhizobiales; Methylobacteriaceae; 
gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
1955571 1957016 Sphingomonas pituitosa Bacteria; 
Sphingomonadaceae; Sphingomonas. 
gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
1981436 1982973 Chondromyces robustus Bacteria; 
; Sorangiineae; Polyangiaceae; Chondromyces. 
gi| 219878206 |ref|NR_025345.1| Chondromyces 
al sequence 1983024 1984558 Chondromyces 
bacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
gi| 219878205 |ref|NR_025344.1| Chondromyces 
al sequence 1984609 1986142 Chondromyces 
acteria; Myxococcales; Sorangiineae; Polyangiaceae; 
gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
ence 2015375 2016816 Caulobacter leidyia Bacteria; 
ales; Sphingomonadaceae. 
gi|219878118|ref|NR_025257.1| Desulfonauticus 
equence 2102211 2103776 Desulfonauticus submarinus 
sulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
gi|219857553|ref|NR_025141.1] Treponema 
rtial sequence 2269277 2270739 Treponema 
ales; Spirochaetaceae; Treponema. 
gi| 219857456 |ref|NR_025044.1| Caloramator 
partial sequence 2405537 2407016 Caloramator 
ostridiales; Clostridiaceae; Caloramator. 
gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
2460248 2461689 Sphingomonas aquatilis Bacteria; 
ales; Sphingomonadaceae; Sphingomonas. 
gi|219857372|ref|NR_024960.1| Thermohalobacter 
sequence 2507000 2508520 Thermohalobacter berrensis 
Clostridiaceae; Thermohalobacter. 
gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 
nce 2598095 2599455 Desulfotomaculum putei Bacteria; 
ceae; Desulfotomaculum. 
gi|219857215|ref|NR_024843.1| Methylopila capsulata 
2662145 2663475 Methylopila capsulata Bacteria; 
locystaceae; Methylopila. 
gi|219856839|ref|NR_024658.1| Paracoccus 
omplete sequence 2925520 2926971 Paracoccus 
oteobacteria; Rhodobacterales; Rhodobacteraceae; 
gi|219846851|ref|NR_026443.1| Aquamicrobium defluvii 
nce 3105629 3107051 Aquamicrobium defluvii Bacteria; 
obacteriaceae; Aquamicrobium. 
gi|219846837|ref|NR_026429.1| Hyphomicrobium 
al sequence 3126704 3128141 Hyphomicrobium 
acteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
gi|219846836|ref|NR_026428.1| Hyphomicrobium 


hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 


hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 


38886 


strain NZ35 16S r 
Firmicutes; 


38886 


aeronauticum stra 
aeronauticum Bact 


38886 


strain LMG 2142 1 


38886 


strain BN6 16S ri 


38886 


strain Z-7692 16S 
Spirochaetes; 


38886 


strain Z-7591 16S 
Spirochaetes; 


38886 


proteoclasticus s 
proteoclasticus B 


38886 


strain OCh 254 16 


38886 


strain DM-82 16S 


38886 


strain NCIMB 1176 
Bacteria; 


38886 


strain P2 16S rib 


38886 


hispanicum strain 
Bacteria; 


38886 


aquaticum strain 
Bacteria; 


38886 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


38886 


amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


Bacteria; Proteobacteria; Deltaproteobacteria; 


38886 


strain FF3 16S ri 


38886 


strain V 5-2 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


38886 


argentinense strain ATCC 27322 16S ribosomal RNA, parti 
argentinense Bacteria; Firmicutes; Clostridia; Clostrid 


38886 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


38886 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


Spirochaetales; 


Spirochaetales; 


acteria; 


sulfurreducens strain PCA 16S ribosomal RNA, partial se 
sulfurreducens Bacteria; 


Geobacter. 
38886 


Desulfobacter. 


Bacteria_16S 
vibrioformis strain B54 16S ribosomal RNA, 
vibrioformis Bacteria; 


3240862 3240902 1 


ibosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
3246960 3246996 1 


in DSM 10349 16S ribosomal RNA, partia 
Clostridia; 


Firmicutes; 
3261883 3261923 1 


3312021 3312061 1 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


3315099 3315159 1 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


3318148 3318208 1 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


3365532 3365572 1 


train DSM 12679 16S ribosomal RNA, par 
Clostridia; 


Firmicutes; 
3899831 3899906 1 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


3937655 39377311 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


3968827 3968867 1 


2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


4094941 4094981 1 


osomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


4239485 4239525 1 


GP34 16S ribosomal RNA, partial seque 
Proteobacteria; Alphaproteobacteria; 


4240944 4240984 1 


GR16 16S ribosomal RNA, partial sequen 
Proteobacteria; Alphaproteobacteria; Rhizobia 


77627 77666 1 


in B331 16S ribosomal RNA, partial seq 
eria; 


Proteobacteria; 


121909 121988 1 


146109 146148 1 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


153698 153737 1 


Clostridiales; 
207317 207396 1 


253261 253300 1 


n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


259239 259278 1 


strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


280293 280372 1 


283363 283402 1 


Proteobacteria; 


Sphingomonadales; 


Proteobacteria; 


41 gi 


Clostridiaceae; 


37 gi 


41 gi 


41 gi 
61 gi 


61 gi 


41 gi 
Clost 


76 gi 


Tt gi 


41 gi 


Rhodospi 


41 gi 


41 gi 


Rhizobia 
gi 


41 


40 gi 


Deltaproteobacte 


80 gi 
Syntroph 


40 gi 


40 gi 


Clostridiaceae; 


80 gi 


40 gi 


40 gi 


80 gi 


Deltaproteobac 


219846760 


3240430 32418 


219846756 


219846746 


6S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas 
Proteobacteria; Alphaproteobacteria; 


219846712 


3311548 33129 
Sphingomonadales; 


219846710 


3314589 33160 
Spirochaeta. 


219846708 


3317638 33191 
Spirochaeta 


219846673 


ridiales; 
219846295 


3899350 39007 
hodobacteraceae; 


219846267 


3937190 39385 


219846246 
39683 
rillales; 
219846156 


4094388 40957 


1 sequence 
Clostridiales; 


Peptococcaceae; 


Sphingomonadaceae; 


Sphingomonadaceae; 


tial sequence 


ref |NR_026352.1 


ref|NR_026348.1 
3246473 324794 
Des 


ref |NR_026338.1 


ref|NR_026304.1 


ref|NR_026302.1 


ref |NR_026300.1 


ref |NR_026265.1 
336503 
Clostridiaceae; 


ref|NR_025885.1 


ref|NR_025857.1 
Paracoccu 
ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_025746.1 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 


Caloramator 


Caloramator. 


Ss. 


pirillum fulvum 
e; Phaeospirillum. 


Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
Thermobrachium. 


Sphingomonas trueperi 
trueperi Bacteria; 
Sphingomonas. 
Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
Sphingobium. 

Spirochaeta africana 
62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


4 3366453 Caloramator 


Roseibium denhamense 
43 Roseibium denhamense Bacteria; 
Roseibium. 
Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 

hodobacteraceae; 
Phaeospirillum fulvum 


Desulfofaba fastidiosa 
93 Desulfofaba fastidiosa Bacteria; 


40 gi 


Deltaproteobacte 


complete sequence 


ria; 


Desulfobacterales; 


Desulfobacteraceae; Desulfofaba. 

219846042|ref|NR_025632.1| Methylobacterium 

nce 4239011 4240418 Methylobacterium hispanicum 

les; Methylobacteriaceae; Methylobacterium. 

219846041|ref|NR_025631.1| Methylobacterium 

ce 4240469 4241874 Methylobacterium aquaticum 

les; Methylobacteriaceae; Methylobacterium. 

265679012|ref|NR_029320.1| Desulfospira 

uence 77090 78536 Desulfospira 

ria; Desulfobacterales; Desulfobacteraceae; 

265678981 |ref|NR_029289.1| Desulforhabdus 

ce 121373 122854 Desulforhabdus amnigena 

obacterales; Syntrophobacteraceae; Desulforhabdus. 

265678965 |ref|NR_029273.1| Marinovum algicola 
145646 146993 Marinovum algicola Bacteria; 

hodobacteraceae; Marinovum. 

265678960|ref|NR_029268.1| Oxobacter pfennigii 
153188 154677 Oxobacter pfennigii Bacteria; 

Oxobacter. 

265678924|ref|NR_029232.1| Clostridium 

al sequence 206801 208304 Clostridium 

iales; Clostridiaceae; Clostridium. 

265678893 |ref|NR_029201.1| Amaricoccus 

quence 252777 254201 Amaricoccus 

ia; Rhodobacterales; Rhodobacteraceae; 

265678889 |ref|NR_029197.1| Ruegeria 

tial sequence 258782 260120 Ruegeria 

acteria; Rhodobacterales; Rhodobacteraceae; 

265678873 |ref|NR_029179.1| Geobacter 

quence 279814 281221 Geobacter 

teria; Desulfuromonadales; Geobacteraceae; 

265678871|ref|NR_029177.1| Desulfobacter 


282818 284333 Desulfobacter 


Desulfobacteraceae; 


38886 Bacteria_16S 


315281 315320 1 


40 


strain 2678 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 


38886 Bacteria_16S 


strain MK (Kaplan) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
38886 Bacteria_16S 


marinus strain MH-110 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
265678716 


38886 Bacteria_16S 


vestfoldensis strain R-9477 16S ribosomal RNA, partial 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 


Loktanella. 
38886 Bacteria_16S 


316745 316784 1 


341474 341513 1 


503349 503388 1 


583896 583935 1 


40 


40 


40 


40 


sequence 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 


seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 


Paracoccus. 
38886 Bacteria_16S 


715400 715439 1 


40 


strain TH-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


38886 Bacteria_16S 


cyclicum strain ALM1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
265678496 
824212 825662 Bosea 


38886 Bacteria_16S 


34635 16S ribosomal RNA, partial sequence 


814103 814142 1 


824697 824736 1 


40 


40 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


38886 Bacteria_16S 


34614 16S ribosomal RNA, partial sequence 


826199 826238 1 


40 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


38886 Bacteria_16S 


strain AMX51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


38886 Bacteria_16S 


kondratievae strain GB 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
265678464 


38886 Bacteria_16S 


842956 842995 1 


847615 847654 1 


871781 871820 1 


40 


40 


40 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 


azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 


Gluconacetobacter. 
38886 Bacteria_16S 


sibiricum strain AL7 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


38886 Bacteria_16S 


strain LSv21 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


38886 Bacteria_16S 


oceanense strain ASv26 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 


38886 Bacteria_16S 


900550 900589 1 


922237 922312 1 


923807 923882 1 


956230 956269 1 


40 


76 


76 


40 


265678430 


921679 92319 
Desulfoba 


265678429 


265678408 


salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 


salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; R 


Pseudaminobacter. 
38886 Bacteria_16S 


kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


38886 Bacteria_16S 


chilensis strain Ch-1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


38886 Bacteria_16S 


thermophila strain I78 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


38886 Bacteria_16S 


strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Ricke 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
38886 Bacteria_16S 


pacificum DSM 12653 16S ribosomal RNA, partial sequence 
Firmicutes; 


DSM 12653 Bacteria; 
Carboxydibrachium. 


997821 997860 1 


999333 999372 1 


1029641 1029680 1 


1129447 1129486 1 


1194542 1194581 1 


Clostridia; 


40 


40 


40 


40 


40 


265678379 


265678378 


265678358 


253680770 


228715634 


Thermoanaerobacterales; 


265678850 
314818 31623 
kettsiacea 


265678849 
31628 
kettsiacea 


265678830 
340936 342344 Hydro 


ckettsiacea 


265678663 


265678571 
714920 71638 
obacteriac 
265678503 
813559 815058 Thioa 


ckettsiacea 
trisii Bact 


265678495 
825713 827158 Bosea ae Bacteria; 
265678484 
842468 84394 
rhizobiace 
265678481 
847132 848491 Parac 
bacteraceae 


871314 872760 
illales; Ac 


265678444 
900013 901506 Thioal 


ckettsiaceae 


8 Desulfofrigus 
aceae; Desul 


92324 
acterales; 


9 924771 Desulf 
ulfobacterac 


955748 957207 
biales; Phyl 
99729 


99880 


10291 


kettsiacea 


NR_029155.1 


NR_029154.1 


2 317695 Ricket 
ickettsieae; 


NR_029135.1 


NR_029021.1 


502862 504310 
terales; 


NR_028968.1 


583422 584837 
erales; 


NR_028876.1 


NR_028806.1 


NR_028799.1 


NR_028798.1 


NR_028787.1 


NR_028784.1 


NR_028767.1 


NR_028746.1 


NR_028732.1 


NR_028731.1 


NR_028710.1 


NR_028681.1 


1 998749 Thiomi 
ckettsiaceae 


NR_028680.1 


0 1000269 Thiomi 
ckettsiaceae 


NR_028660.1 


05 1030582 Thiomi 
ckettsiaceae 


NR_028018.1 


a rickettsii 
ickettsieae; 


g 
e 


Rho 


Rhod 


1 
e 


e 


° 
i 


e 


NR_027536.1 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 
ickettsieae; 


Rickettsia; typhus 


Rickettsia akari 


tsia akari Bacteria; 


Rickettsia; spotted 


Hydrogenovibrio 


enovibrio marinus 


Hydrogenovibrio. 
Loktanella 
Loktanella 


dobacteraceae; 


Paracoccus 
Paracoccus 


obacteraceae; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
Aminobacter 


Thioalkalimicrobium 


kalimicrobium cyclicum 


Thioalkalimicrobium. 
Bosea vestrisii strain 


ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 
Bosea. 


Paracoccus 


ccus kondratievae 
Paracoccus. 


Gluconacetobacter 
Gluconacetobacter 


tobacteraceae; 


Thioalkalimicrobium 


kalimicrobium sibiricum 


Thioalkalimicrobium. 
Desulfofrigus fragile 


fragile Bacteria; 
fofrigus. 


Desulfofrigus 


ofrigus oceanense 
eae; Desulfofrigus. 


Pseudaminobacter 
Pseudaminobacter 


lobacteriaceae; 


Thiomicrospira 


crospira kuenenii 


Thiomicrospira. 
Thiomicrospira 


crospira chilensis 


Thiomicrospira. 
Thiomicrospira 


crospira thermophila 


Thiomicrospira. 
Rickettsia rickettsii 


Bacteria; 
Rickettsia; spotted 


Carboxydibrachium 


1194029 1195514 Carboxydibrachium pacificum 
Thermoanaerobacteraceae; 


38886 
niigataensis stra 
niigataensis Bact 
38886 
aminovorans strai 
aminovorans Bacte 
38886 
owensensis OL 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 


1238408 1238447 1 40 gi| 219878163 
in DSM7050 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhizo 

1239924 1239963 1 40 gi| 219878162 
n DSM7048 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; Rhizob 

1304565 1304604 1 40 gi| 219846460 


1304017 13055 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 


ref |NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 
1239445 124091 
iales; Phyllobacteriaceae; Aminobacter. 
ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

38886 Bacteria_16S 1336669 1336708 1 40 gi|228721486|ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

38886 Bacteria_16S 1351978 1352017 1 40 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 
Och 149 16S ribosomal RNA, partial sequence 1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 

38886 Bacteria_16S 1353420 1353459 1 40 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

38886 Bacteria_16S 1362443 1362482 1 40 gi|228719132|ref|NR_027580.1| Octadecabacter 
antarcticus strain 307 16S ribosomal RNA, partial sequence 1361976 1363364 Octadecabacter antarcticus 307 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 

38886 Bacteria_16S 1370049 1370088 1 40 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 


strain HTCC2516 1 
Bacteria; Proteob 
38886 
aurantiaca strain 
Bacteria; Gemmati 
38886 
strain SO2 16S ri 


38886 
phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 
38886 
fryxellensis stra 
fryxellensis Bact 
Loktanella. 

38886 
VKM B1479 16S rib 


38886 
auripigmenti stra 
auripigmenti Bact 
38886 
strain R-8904 16S 


38886 
alexandrii strain 
alexandrii Bacter 
38886 
strain vc 5 16S r 
Proteobacteria; A 
38886 
vibrioides strain 
vibrioides Bacter 
38886 
chacoense strain 
Bacteria; Proteob 
38886 
norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 
38886 
strain DSM 12838 


Proteobacteria; D 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
bi 
1516694 1516733 1 40 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


s 
ct 


1612259 1612298 1 40 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1 
ri 


1650163 1650202 1 
osomal RNA, partial sequence 


40 gi 


ob 


1692934 1692973 1 40 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1711309 1711348 1 40 gi 
ribosomal RNA, partial sequence 


eq 
ia 


ho 
1828304 1828343 1 40 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1845211 1845250 1 40 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
1880150 1880189 1 40 gi 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
1889465 1889504 1 40 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1894117 1894192 1 76 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


qu 
a; 


YP. 


ue 
le 


e 
le 


eq 
a; 


1933340 19334151 76 gi 


eltaproteobacteria; Desulfovibrionales; 


38886 
phenolica strain 


Bacteria_16S 


1975758 1975797 1 40 gi 
PhOl 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 1369567 13709 


1486230 14876 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
Bacteria_16S 


aceae; R 


219873435 


equence 
eria; De 


219878468 


sequence 
a; Rhodo 


219878442 
1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
Bacteria_16S 


acterace 


219878412 


uence 


les; Pep 


219878400 
1710844 17122 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 


dobacter 


219878317 


ence 
Rhodoba 


219878305 
1844748 18461 


homonada 


219878279 


nce 


s; Veill 


219878272 


18889 


s; Phyll 


219878268 


uence 
Desulfo 


219878239 
16S ribosomal RNA, partial sequence 1932811 19342 


Desulfom 


219878211 


19752 


84 Oceanicola granulosus HTCC2516 


acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 
1398583 1398622 1 40 gi|228715357|ref|NR_027529.1| Gemmatimonas 
T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
monadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
1486703 1486742 1 40 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025194.1| Desulfotignum 

1516159 1517596 Desulfotignum 
sulfobacterales; Desulfobacteraceae; 


Loktanella 
8 Loktanella 
obacteraceae; 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref|NR_025581.1| Labrys monachus strain 

41 Labrys monachus Bacteria; 

ae; Labrys. 

ref|NR_025551.1 
1692386 169391 


Desulfosporosinus 
7 Desulfosporosinus 
tococcaceae; Desulfosporosinus. 
ref|NR_025539.1| Loktanella salsilacus 
58 Loktanella salsilacus Bacteria; 
aceae; Loktanella. 
ref|NR_025456.1| Oceanicaulis 

1827843 1829266 Oceanicaulis 
cterales; Hyphomonadaceae; Oceanicaulis. 
ref|NR_025444.1| Maricaulis virginensis 
67 Maricaulis virginensis Bacteria; 
ceae; Maricaulis. 
ref|NR_025418.1 

1879598 188113 
onellaceae; Prop 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref|NR_025407.1 

1893578 189509 
vibrionales; Des 


Propionispora 
1 Propionispora 
ionispora. 

Mesorhizobium 
izobium chacoense 
esorhizobium. 

Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


ref|NR_025378.1| Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 
icrobiaceae; Desulfomicrobium. 
ref|NR_025350.1] Desulfobacula 

15 1976722 Desulfobacula phenolica 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 


38886 


strain MCS 25 16S 


38886 


strain MCS 18 16S 


38886 


washingtonensis s 
washingtonensis B 
Maricaulis. 


38886 


strain ATCC 15257 
Bacteria; 


38886 


strain ATCC 15253 


38886 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


38886 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


38886 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


38886 


strain 63287 16S 


38886 


strain DM12 16S r 


38886 


johannae strain C 
johannae Bacteria; 
Gluconacetobacter. 


38886 


strain SR12 16S r 
Firmicutes; 


38886 


strain AN1 16S ri 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


in FRR- 
eria; 


s strai 
s Bacte 


cteria; 


2017330 2017369 1 


2018802 2018841 1 


2020274 2020313 1 


2021746 2021785 1 


2023235 20232741 


2152649 2152688 1 


2158648 2158687 1 


2163181 21632167 


2299928 2299967 1 


2334833 2334872 1 


2509037 2509076 1 


2558632 2558671 1 


Clostridiales; 


2567798 2567837 1 


2647760 2647799 1 


Proteobacteria; 


40 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


40 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


40 


40 


40 


40 


40 


42 


40 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


40 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


40 


40 


ibosomal RNA, partial sequence 
Clostridia; 


gi 
20 


gi 
20 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


gi 


gi 


gi 


gi 


2299447 23008 


gi 


2334350 23357 


gi 


gi 


2558106 25596 


Eubacteriaceae; 


40 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


40 


gi 


2567339 25687 


gi 


219878184 


train MCS06 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


219878181 


219878180 


219857633 


10 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


219857629 


n ATCC 21588 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


219857626 


rain AM13 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


219857530 


219857505 


219857371 


FN-Cf£55 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


219857338 


219857289 


219857226 


thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 


thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; 


Thiomicrospira. 


38886 


toyohensis strain ToBE 16S ribosomal RNA, partial sequence 
TOBE Bacteria; 


38886 


strain Yo-3 16S r 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


2755520 2755559 1 


Clostridia; 
2761544 2761583 1 


40 


Thermoanaerobacterales; 


40 


ibosomal RNA, partial sequence 


gi 


gi 


2761077 27624 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


38886 


S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


38886 


strain 71 16S rib 


Bacteria_16S 


Bacteria_16S 


2809785 2809824 1 


2824831 2824870 1 


40 


40 


osomal RNA, partial sequence 


gi 


gi 


2824364 28257 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


38886 


phaeum strain PB 
Firmicutes; 


38886 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


38886 


strain DS1 16S ri 
Firmicutes; 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


2883574 2883613 1 


2994195 29942341 


3035197 3035276 1 


Clostridiales; 
3085172 3085211 1 


40 


40 


80 


bosomal RNA, partial sequence 
Clostridia; 


gi 


gi 


gi 


3034695 30361 


Clostridiaceae; 


40 


gi 


219857149 


219857145 


219857110 


2809318 2810728 Asaia 
ia; Rhodospirillales; Acetobacteraceae; Asaia. 


219856907 


219856869 


16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


219846927 


n AF3.10 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 


219846899 


219846865 


16867 20182 


Rhodobacterales; 


Desulfovibrionales; 


Rhodospirillales; 


Thiotrichales; 


2754990 2756495 Therma 
Thermoanaerobacter 


Acetobacteraceae; 


Acetobacteraceae; 


Rhizobiales; 


ref |NR_025323.1 


2019809 202123 


ref |NR_025320.1 


ref|NR_025319.1 


ref |NR_025222.1 
2152193 215360 


ref|NR_025218.1 
215819 


Rhodobacterales 


ref|NR_025215.1 
2162629 216416 


ref|NR_025118.1 
Bosea. 


ref|NR_025093.1 


ref|NR_024959.1 
2508571 251001 
Acetoba 


ref|NR_024926.1 


ref |NR_024920.1 
Nitrobacter. 
ref|NR_024854.1 

2647248 264867 


ref|NR_024777.1 


ref|NR_024773.1 
Kozakia. 
ref |NR_024738.1 
siamensis Bacte 
ref |NR_024728.1 
Asaia. 
ref |NR_024688.1 
Thermace 
ref|NR_026519.1 

2993732 299516 
Rhizobiac 


ref|NR_026491.1 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
Maricaulis. 


219878183 |ref|NR_025322.1| Maricaulis salignorans 

18337 2019758 Maricaulis salignorans Bacteria; 
Maricaulis. 

219878182|ref|NR_025321.1| Maricaulis 


0 Maricaulis 


Rhodobacterales; Hyphomonadaceae; 


Caulobacter fusiformis 


2021281 2022719 Caulobacter fusiformis 


Caulobacter. 
Caulobacter henricii 


2022770 2024208 Caulobacter henricii Bacteria; 
Caulobacter. 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 


Desulfovibrio 
3 Desulfovibrio 


Desulfovibrionaceae; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 
Paracoccus. 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 
Eubacterium. 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Thiomicrospira 
1 Thiomicrospira 


Piscirickettsiaceae; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 
Thermoanaerobacteraceae; 


togenium. 
Agrobacterium 
8 Agrobacterium 
eae; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 
Clostridium. 


ref|NR_026457.1 


Paracoccus 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 


pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 
38886 


Paracoccus. 
38886 


38886 


orientis strain D 
Firmicu 
Bacteria_16S 


Bacteria; 
38886 


heliothermus stra 
heliothermus Bact 


Antarctobacter. 
38886 
strain Ekho Lake- 


Proteobacteria; Alphapro 
Bacteria_16S 


38886 
sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 
38886 
strain DSM 3662 1 
Firmicutes; Clost 
38886 
acetireducens str 
acetireducens Bac 
38886 
liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 
38886 
aggregatus strain 
aggregatus Bacter 
38886 
strain Dfr2 16S r 
Proteobacteria; D 
38886 
tamworthensis str 
tamworthensis Bac 
Amaricoccus. 
38886 
strain H152 16S r 
Proteobacteria; A 
38886 
aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 
38886 
arcticus strain 2 
Bacteria; Proteob 
38886 
apsheronum strain 
Bacteria; Proteob 
38886 
strain 2585 16S r 
Firmicutes; Clost 
38886 
thermocisternum s 
thermocisternum B 
38886 
hydrogenophilus s 
hydrogenophilus B 
Geobacter. 

38886 
strain RB 16S rib 
Proteobacteria; A 
fever group. 


Bacteria_16S 
denitrificans str 
denitrificans Bac 


Bacteria_16S 
strain A901/1 16S 
Proteobacteria; Alphapro 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
train ST90 16S ribosomal RNA, partial 
Bacteria_16S 


train H2 16S ribosomal RNA, partial se 


Bacteria_16S 
osomal RNA, partial sequence 


3086617 3086656 1 40 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


2 


3134553 3134592 1 
riboso 


40 2 
mal RNA, partial sequence 
teobacteria; Rhodobacterales; R 
3154298 3154337 1 40 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3161955 3161994 1 40 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


gi 


2 


3163416 3163455 1 
172 16S 


40 gi 
ribosomal RNA, partial sequenc 
teobacteria; Rhodobacterales; R 
3197105 31971441 40 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


e 


, 


3274032 32740711 40 gi 
ridia; Clostridiales; Eubacteriaceae; 
3482946 3482985 1 40 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3554671 35547101 40 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


al 
di 


1 
ri 
3578824 3578863 1 40 gi 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
3630502 3630581 1 80 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3654883 3654922 1 40 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


se 
a; 


’ 


se 
er 


3656360 3656399 1 40 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3679373 3679412 1 40 gi 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 

3682331 36823701 40 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3698908 3698983 1 76 gi 
1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3719911 3719990 1 80 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; 
3764549 3764588 1 


gi 
bi 


qu 
er 


te 


nc 
ib 


Clostridiaceae; Cl 
40 gi 
se 
Clostri 


gi 


acteria; Firmicutes; Clostridia; 
3771996 3772075 1 80 
qu 


acteria; Proteobacteria; Deltaproteobact 


3781093 3781132 1 40 gi 


lphaproteobacteria; Rickettsiales; Ricke 


38886 


Bacteria_16S 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 


3800616 3800655 1 40 gi 


ue 
er 


3134094 31355 
ho 
en 
oc 
219846814 
eq 
saa 
219846813 
ho 


219846790 
ue 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 
Eu 
219846587 


219846540 


219846523 
219846485 
3629961 36314 


219846468 


219846467 
3655877 36573 


219846451 


219846449 


219846437 


219846422 


3719395 37209 


219846388 


219846383 


219846376 
3780594 37820 


219846362 


19846864 
nce 
ia; 


ref |NR_026456.1 


Rhodobacterales; 


19846832|ref|NR_026424.1 
dobacter 
19846819 
ce 31537 


caceae; 


acea 
ref 


eC; 
NR_026411.1 


Desu 


ref|NR_026406.1 


w 


uence 
a; Rhodobacterales; 
ref|NR_026405.1 
61 3164378 Roseo 
aceae; Roseovar 
ref|NR_026382.1 
nce 196654 319807 
Sphingomonadales; Sphin 


31629 
dobacter 


Ww 


ref |NR_026330.1 


bacterium. 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref |NR_026132.1 

3554185 355566 
spirillales; Ac 


sequenc 
ales; Cl 


sequence 
a; Rhodo 


ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref|NR_026077.1 


quence 
Rhizobi 


Geobacteraceae; Geobacte 
ref|NR_026060.1 
3654403 365582 


obacterales; Rho 


quence 
ia; Rhod 


ref|NR_026059.1 


aceae; Rhizobium/Agrobac 
ref |NR_026042.1 
3678896 368032 


ettsiales; Ricke 


ence 
ia; Rick 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref |NR_026028.1 

59 3699831 Desulf 
rionales; Desulfomicrobi 
ref|NR_026013.1 


36818 
rales; R 


e 36983 


ostridium. 
ref|NR_025979.1 
3764125 376551 
Peptococcaceae; 
ref|NR_025974.1 
3771473 377289 


sulfuromonadales 


quence 
diales; 


ence 


eria; De 


ref|NR_025967.1 


R 


ttsiaceae; Rickettsieae; 


3086162 308755 
Rho 


64 3155274 Desulf 
1lfosporosinu 


161511 316291 
Rhod 


V 
aE 


g' 


e 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
Paracoccu 


s. 

Desulfosporosinus 
osporosinus orientis 
s. 

Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Clostridium 

2 Clostridium 
ostridium. 
Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 

Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Geobacter 
0 Geobacter 
Geobacteraceae; 


, 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


ref|NR_025953.1 


Mesorhizobium ciceri 


3800153 3801575 Mesorhizobium ciceri Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


38886 
rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 
38886 
strain ATCC VR-61 
Bacteria; Proteob 
spotted fever gro 
38886 
strain Mtul 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3846237 3846276 1 
in 3-7-6 16S ribosomal RNA, 


40 gi 
complete s 


ed fever group. 
3847727 3847766 1 40 gi 
1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Ricketts 
up. 

3849217 3849256 1 40 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
38886 
strain B9 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 


38886 
thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 
38886 
capsulatum strain 
capsulatum Bacter 
Novosphingobium. 
38886 
strain NZP 2213 1 
Proteobacteria; A 
38886 
strain gal 1261 1 
Proteobacteria; A 
38886 
strain SGT-39 16S 
Proteobacteria; G 
38886 
phenolicus strain 
phenolicus Bacter 
38886 
strain N. Pfennig 
Bacteria; Proteob 
38886 
strain N. Pfennig 
Proteobacteria; G 
38886 
strain IS 123 16S 
Proteobacteria; A 
38886 
anticariensis str 
anticariensis Bac 
Halomonas. 

38886 
strain G-16.1 16S 
Proteobacteria; G 
38886 
marinisedimentoru 
marinisedimentoru 
38886 
hydrogeniphilus s 
hydrogeniphilus B 
38886 
strain Pull 5.3 1 
Proteobacteria; G 
38886 
taiwanensis strai 
taiwanensis Bacte 
38886 
hydrothermalis st 
hydrothermalis Ba 
38886 
dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3898356 3898395 1 
osomal RNA, partial sequence 


40 gi 


3936221 3936260 1 40 gi 
in THI 011 16S ribosomal RNA, partial 


3965811 3965850 1 40 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3967324 3967363 1 
6S ribosomal RNA, 
lphaproteobacteria; Rhizobiales; Phyll 
3980224 3980263 1 40 gi 


40 gi 


lphaproteobacteria; Rhizobiales; Rhizo 
4069086 4069125 1 40 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
4078184 4078223 1 40 gi 
LR7.2 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; Clostridia 
56592 56626 7 41 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58093 58127 7 41 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
62625 62699 1 75 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
369698 369732 7 41 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


491050 491084 7 41 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
515394 515428 7 41 gi 
m strain DSM 15388 16S ribosomal RNA, 

m Bacteria; Proteobacteria; Gammaprote 
620257 620291 7 41 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 
791085 791155 7 77 gi 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
823164 823237 7 80 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
1060163 1060197 8 42 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1120409 1120459 1 51 gi 
1 16S ribosomal RNA, partial sequence 

roteobacteria; Deltaproteobacteria; My 


gi 


38886 
acetoxidans DSM 7 
DSM 771 Bacteria; 


Bacteria_16S 


1159689 1159767 1 79 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 


eria; Proteobacteria; Alphaproteobacte 


eria; Proteobacteria; Alphaproteobacte 


complete seq 


62180 


219846331 
equence 
ria; 


219846330 
38472 
iales; Ric 


219846329 


3848728 38501 
ttsiacea 


ke 


219846296 


3897893 38992 
dobacter 


ho 
219846268 

sequence 

ria; 


219846248 
sequence 
a; Sphingo: 


219846247 


complete sequence 3966839 39683 


obacteriac 
219846238 


6S ribosomal RNA, partial sequence 3979744 39812 
R 


biaceae; 
219846173 


4068567 40700 


iellaceae; 
219846167 
uence 

les; Pepto 
265679026 
nce 56079 
ales; Chro 
265679025 
nce 57580 
matiaceae; 
265679022 
63541 


biaceae; 
265678808 
quence 
eria; Ocea 


265678724 


490502 49197 
Halomonad 


265678708 
partial se 
obacteria; 
265678638 
1 sequence 
bacteria; 

265678518 


complete sequence 790537 79204 
sychromona 


265678497 
sequence 
a; Burkhol 
265678337 
uence 
i; Thermal 
228716127 
11198 
xococcales 


228721485 


Ricke 


Rhodo 


R 


ref 
ttsi 


ref 


ref 
e; 


ref 


ref 


mona 
ref 


eae; 
ref 


hizo 
ref 


Aqu 
ref 


cocc 
ref 


hizo 
ref 


nosp 
ref 
ref 
quen 


Rei 
ref 


a 


Naut 
ref 


dace 
ref 


deri 
ref 


es; 
ref 


, 


cy 


ref 


R 


acea 


acea 


ales; 


siaceae; 


eC; 


erales; 


dales; Sphi 


Mesorhizob 


bium/Agroba 


icella. 


aceae; Cryp 


Thioc 
Thio 


Thioc 


iocystis. 
NR_029330.1 
Rhizobium sullae Bacteria; 


bium/Agroba 


irillales; 


e; 


ce 51486 


nekea. 

iliales; 
ae; Psychro 
ales; Burkh 


Thermaceae; 


stobacterin 


NR_025921.1 
3845748 38471 
Ricke 


NR_025920.1 
38 3848677 Ricke 
kett Ri 
NR_025919.1 
67 Rickettsia massiliae Bacteria; 
ickettsieae; 


NR_025886.1 
99 Ahrensia kielensis Bacteria; 
Ahrensia 
NR_025858.1 


Rho 


NR_025838.1 
3965346 39667 


NR_025837.1 
15 Mesorhizobium 


NR_025828.1 
09 Rhizobium galegae Bacteria; 


NR_025763.1 
48 Aquicella lusitana Bacteria; 


NR_025757.1 
4077655 407918 


NR_029113.1 
369170 37061 


NR_029029.1 
3 Halomonas organivorans Bacteria; 
Halomona 
NR_029013.1 


NR_028943.1 
19766 62117 
Na 
NR_028821.1 
3  Psychromonas 


NR_028639.1 
1059624 10611 


NR_027547.1 
56 1121404 Anaer 


NR_027608.1 


8 
~ 


t 
c 


’ 


3 


8 
n 


i 


Cc 


re 


NR_029334.1 
57529 

iaceae; 
NR_029333.1 


y 
c 


y 


Cc 


4 
H 


4 


8 
u 


1 
° 


a 


fo} 
e 


di 


Ss. 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 
kettsieae; Rickettsia; 


Rickettsia massiliae 


Rickettsia; spotted 


Ahrensia kielensis 


Paracoccus 
9 Paracoccus 
obacteraceae; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 

Mesorhizobium loti 
loti Bacteria; 
um. 

Rhizobium galegae 


terium group; Rhizobium. 
Aquicella lusitana 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 
Thiocystis violacea 
stis violacea Bacteria; 


Rhizobium sullae 


terium group; Rhizobium. 
Halomonas 
Halomonas 
alomonadaceae; 


Halomonas organivorans 


Reinekea 
516365 Reinekea 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Psychromonas arctica 


arctica Bacteria; 
monas. 

NR_028800.1 
822620 82416 


Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Marinithermus 
6 Marinithermus 
Marinithermus. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Desulfotomaculum 


1159166 1160688 Desulfotomaculum acetoxidans 


, 


Peptococcaceae; 


Desulfotomaculum. 


38886 
sarecensis strain 
Bacteria; Proteob 
38886 
strain KMM 1376 1 
Proteobacteria; 
38886 
strain YKJ-16 16S 
Proteobacteria; 
38886 
paradoxus strain 
Bacteria; Proteob 
38886 
strain EJ2M-B 16S 
Proteobacteria; G 
38886 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1275882 1275916 7 41 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1755546 1755580 7 41 gi 


ammaproteobacteria; Oceanospirillales; 
2390869 2390903 7 41 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2441094 2441128 7 41 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2781209 2781279 7 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2935054 2935088 7 41 gi 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 


38886 Bacteria_16S 
marinum DSM 5261 
Proteobacteria; G 
38886 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 
38886 
halodenitrificans 
halodenitrificans 
Halomonas. 

38886 
strain SS20 16S r 
Proteobacteria; G 
38886 
nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 
38886 
strain R18165 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3388257 3388291 7 41 


gi 
ammaproteobacteria; Chromatiales; Chro 
3835570 3835604 7 41 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3892183 38922177 41 gi 
strain DSM 735 16S ribosomal 
Bacteria; Proteobacteria; 


RNA, 
Gammaproteo 


4055464 4055498 7 41 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
4206121 42061557 41 gi 
train ALEN 2 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


gi 


4237979 4238061 1 
ribosomal RNA, 


83 
complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


38886 
multivorans strai 
multivorans Bacte 
Burkholderia; Bur 
38886 
borkumensis strai 
Bacteria; Proteob 
38886 
strain 6VI 16S ri 
Firmicutes; Clost 
38886 
capsulatus strain 
Bacteria; Proteob 
38886 
strain A30 16S ri 
Proteobacteria; G 
38886 
defluvii strain B 
Bacteria; Proteob 
38886 
strain BSB 41.8 1 
Proteobacteria; B 
38886 
strain B43 16S ri 
Proteobacteria; G 
38886 
luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 
38886 
luminescens subsp 


Enterobacteriales 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


20160 20233 7 80 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

47363 47396 7 40 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
182634 182687 8 61 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

194924 194957 7 40 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
196433 196506 7 80 gi 
bosomal RNA, partial sequence 


498719 498792 7 80 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500271 500344 7 80 gi 


etaproteobacteria; Burkholderiales; Co: 
716985 717058 7 80 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723214 723287 7 80 gi 
laumondii strain TTO1 16S ribosomal 


v 


Photorhabdus. 
80 


Enterobacteriaceae; 
724797 724870 7 


gi 
Enterobacteriaceae; Photorhabdus. 


’ 


compl 


219846179 
ce 12753 
irillales; 
219878369 


6S ribosomal RNA, partial sequence 1755010 17565 
alomonad 


H 
219857466 


2390343 23918 
alomonad 


H 
219857426 
ce 24405 
ales; 
219857129 


2780730 27821 
richacea 


ot 
219856833 
ar 
bacteria; 
219846653 


16S ribosomal RNA, partial sequence 3387742 33891 


matiaceae; 
219846338 


3835060 38365 
alomonad 


H 
219846300 
ete sequ 
bacteria; 


219846183 


4054980 40563 
alomonad 


H 
219846071 
1 sequence 
cteria; Ch 


219846043 


4237444 42389 


nomycineae 
265679050 
sequence 
a; Burkhol 


265679032 
nce 46828 
irillales; 
265678941 


182124 18361 


Clostridiu 
265678933 
ence 19438 


265678932 


195893 19735 
ammaproteobacteria; Methylococcales; Methylococc 


265678719 
ence 49817 
riales; Co 
265678718 


6S ribosomal RNA, partial sequence 499730 50125 


mamonadace 
265678570 


716437 71796 


Enterobac 
265678566 
RNA, parti 


265678565 


Ecto 


tial seq 


occales; Methy 


ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025508.1 


acea 
ref 


e; 
NR_025054.1 


aceae; Halomona 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_024757.1 


hiothrix. 
NR_024652.1 
e 293453 
nospirillale 
NR_026245.1 


e; T 
ref 
uenc 
Ocea 
ref 


bdochromatiu 
NR_025928.1 


Rha 
ref 


acea 
ref 

ence 

Ocea 


e; Halomona 
NR_025890.1 

389163 
nospirillale 
ref|NR_025773.1 
aceae; Halomona 
ref|NR_025661.1 


4205616 420703 
romatiales; Ecto 


ref |NR_025633.1 


; Actinomycetace 

ref |NR_029358.1 
19628 21106 

deriales; Burkho 


NR_029340.1 
48321 Alcani 
anivoracacea 
ref |NR_029249.1 
m. 
ref |NR_029241.1 
5 195842 Methyl 
lococcaceae; 


v 


ref |NR_029240.1 
aceae; Methylomi 
ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy: 
ref |NR_029023.1 


ae; Hydrogenopha 
ref|NR_028875.1 
8 Enterobacter 
teriaceae; Enter 
ref|NR_028870.1 
al sequence 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 

Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonas. 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 

Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
s. 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 
Ss. 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Burkholderia 
Burkholderia 

lderiaceae; 


Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 

Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_028869.1 


akhurstii strain FRG0O4 16S ribosomal RNA, partial sequence 
Photorhabdus luminescens subsp. 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


38886 


Proteobacteria; 
38886 


Bacteria_ 
strain B2 16S ribosomal RNA, partial 
Gammaproteobacteria; 
Bacteria_ 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 


16S 752800 752845 7 


sequence 


52 gi 


16S 757339 757412 7 80 gi 


respiraculi Bacteria; Proteobacteria; Betaproteobacteria; 


38886 
strain IMT37 16S 
Proteobacteria; 

38886 


Proteobacteria; 
38886 


Bacteria; 
38886 


Proteobacteria; 
38886 
Desulfobacca. 


38886 


Proteobacteria; 
38886 


Bacteria; 
38886 


Bacteria; 
38886 
Pseudomonas. 


38886 


Proteobacteria; 
38886 


Bacteria_ 


Bacteria_ 
strain 2 16S ribo 


Bacteria_ 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 


Bacteria_16S 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 
acetoxidans Bacteria; 


Bacteria_16S 
strain 7-2 16S ribosomal RNA, partial sequence 


Bacteria_16S 
insulare strain K 


Bacteria_16S 
C91 16S ribosomal 


16S 821583 821656 7 80 
ribosomal RNA, partial sequence 


gi 


16S 943825 943898 7 80 gi 


16S 945388 945461 7 80 gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
Bacteria_ 
strain S5b2 16S ribosomal RNA, partial sequence 


16S 1002384 1002457 7 80 gi 


1026638 1026679 1 42 


gi 
Proteobacteria; 


1035788 1035861 7 80 gi 


1051155 1051188 7 40 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
Bacteria_16S 
ATCC 35469 16S ribosomal RNA, partial sequence 


1118854 1118927 7 80 gi 


1144650 1144683 7 40 gi 


Proteobacteria; 


1179442 11795157 
RNA, partial sequence 


80 gi 


1377684 1377717 7 40 gi 


turnerae strain T7902 16S ribosomal RNA, partial sequence 


Bacteria; 
Teredinibacter. 
38886 
Proteobacteria; 
38886 
38886 


38886 


Bacteria_16S 
strain R7 16S ribosomal RNA, partial sequence 


Bacteria_16S 
strain B6 16S rib 
Proteobacteria; B 
Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Alteromona 


1445912 1445985 7 80 gi 


1548698 1548771 7 80 gi 
etaproteobacteria; Burkholderiales; Aqua 
1550164 1550237 7 80 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aqua 


1551632 1551705 7 80 gi 


265678544 
752344 753668 Acinetobacter 
Pseudomonadales; Moraxellaceae; 
265678541 


Deltaproteobacteria; 


265678354 
1035238 10367 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
265678343 


228716249 
1118333 11198 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
thermotolerans Bacteria; 


253680760 
Gammaproteobacteria; 


228717704 
1178919 1180416 Nitrosomonas eutropha 
Betaproteobacteria; Nitrosomonadales; Nit 


Bacteria_16S 228717562 


224581423 
1445391 14468 
Gammaproteobacteria; Pseudomonadales; Mor 
Bacteria_16S 
strain B8 16S ribosomal RNA, partial sequence 
Proteobacteria; B 


219857245 
1548180 15495 


219857244 
1549646 15510 


219857243 


Burkholderiales; 
265678498 
821061 82256 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
265678416 
somal RNA, partial sequence 943283 944795 Hydrogenophaga flava 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
265678415 


10506 


rosomona 


13771 
dales; 


axellace 


bacteriu 


bacteriu 


Syntrophobacterales; S 


Pseudomonadales; Ps 


Alteromonadales g 


ref|NR_028848.1 


ref |NR_028845.1 
756798 758254 


ref|NR_028801.1 


ref |NR_028718.1 


ref|NR_028717.1 


ref |NR_028678.1 
Azovibrio. 
ref |NR_028662.1 

1026088 102759 


ref |NR_028656.1 


ref |NR_028645.1 
31 1052062 Marino 
ref|NR_027549.1 
Enterobacteriac 


ref|NR_028008.1 
1144133 114556 


ref|NR_027566.1 
daceae; 
ref|NR_027564.1 
67 1378635 Teredi 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_024875.1 
95 Aquabacterium 
m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref |NR_024871.1 


Marinospirillum. 


Acinetobacter baylyi 
baylyi Bacteria; 


Acinetobacter. 


Cupriavidus 
Cupriavidus 


Burkholderiaceae; Cupriavidus. 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
Pseudomonas. 


Hydrogenophaga flava 
Bacteria; 


Hydrogenophaga. 


Hydrogenophaga 


944846 946358 Hydrogenophaga pseudoflava 
Comamonadaceae; Hydrogenophaga. 

265678376 
1001834 10033 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
265678360 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
Herbaspirillum. 


Marinospirillum 
spirillum insulare 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Pseudomonas 

1 Pseudomonas 

eudomonadaceae; 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Psychrobacter arenosus 
arenosus Bacteria; 

vs 

Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 15511 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
gi 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 


38886 Bacteria_16S 1741798 1741871 7 
thomasii Bacteria; 
Anaerobiospirillum. 


38886 Bacteria_16S 1814627 1814700 7 


LMG 19981 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
gi 
complete sequence 
Proteobacteria; Betaproteobacteria; 
40 

ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; 


gi 


38886 Bacteria_16S 1829861 1829934 7 


limicola strain GolChil 16S ribosomal RNA, 


limicola Bacteria; 
38886 Bacteria_16S 
strain ME102 16S 


1861809 1861842 7 


38886 Bacteria_16S 1971091 1971164 7 


80 


80 


80 


80 


gi 
1814099 18155 


gi 
1861284 18627 


Aq 
219878379 


Aeromonad 


219878326 


219878316 


Rhodocycla 
219878293 


12 1552529 Aquabacterium citratiphilum 
uabacterium. 
ref|NR_025518.1| Anaerobiospirillum 
1741287 1742780 Anaerobiospirillum 
ales; Succinivibrionaceae; 
ref|NR_025465.1| Fulvimonas soli strain 
95 Fulvimonas soli Bacteria; 
aceae; Fulvimonas. 
ref|NR_025455.1| Propionivibrio 
1829317 1830847 Propionivibrio 
les; Rhodocyclaceae; Propionivibrio. 
ref|NR_025432.1| Oleiphilus messinensis 
20 Oleiphilus messinensis Bacteria; 
Oleiphilus. 


219878214 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 


ref|NR_025353.1| Herbaspirillum 
1970584 1972049 Herbaspirillum 


38886 Bacteria_16S 
strain DSM 5000 1 
Proteobacteria; 
38886 
strain 81H-380. 
Proteobacteria; 
38886 Bacteria_16S 
strain $1/1-984 1 
Proteobacteria; 
38886 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
38886 Bacteria_16S 
strain 47Lol 16S 
Proteobacteria; 

38886 
elongatus strain 


Bacteria_16S 
1 


Bacteria_16S 


Microbulbifer. 
38886 Bacteria_16S 


salipaludis strain SM-1 16S ribosomal RNA, partial sequence 21370 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Bacteria; 


38886 Bacteria_16S 


venustensis strain ISO04 16S ribosomal RNA, partial sequence 22630 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Bacteria; 


38886 Bacteria_16S 


campinensis strain WS2 16S ribosomal RNA, partial sequence 


Bacteria; 
38886 
lutaoensis strain 
Bacteria; 
38886 Bacteria_16S 
strain ATCC 33531 
Bacteria; 
38886 


Bacteria_16S 


Bacteria_16S 


nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
38886 Bacteria_16S 
strain LMG 3413 1 
Proteobacteria; 
38886 
palleronii strain 


Bacteria_16S 


38886 Bacteria_16S 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial 
frigidicarnis Bacteria; 


38886 Bacteria_16S 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 260100 


granulomatis Bacteria; 
38886 Bacteria_16S 

strain ATCC 51603 
Proteobacteria; 
38886 Bacteria_16S 
pelophilus strain 


pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 


38886 Bacteria_16S 
strain BS5-8 16S 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 
38886 Bacteria_16S 2718168 27182417 80 gi|219857176|ref|NR_024804.1 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 271910 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 0 
Herbaspirillum. 

38886 Bacteria_16S 2867879 2867952 7 80 gi| 219856879 |ref|NR_024698.1 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 286884 


huttiense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 
38886 Bacteria_16S 
minutulum strain 


minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


38886 Bacteria_16S 


1988278 1988347 7 


6S ribosomal RNA, partial sequence 1987760 19892 
Gammaproteobacteria; Enterobacteriales; 


2002154 20022277 


6S ribosomal RNA, partial sequence 2001636 20 
Gammaproteobacteria; Enterobacteriales; 


2006777 2006850 7 


6S ribosomal RNA, partial sequence 2006247 20 
Gammaproteobacteria; Enterobacteriales; 


2009880 2009953 7 


6S ribosomal RNA, partial sequence 2009346 20 
Gammaproteobacteria; Enterobacteriales; 


2069111 2069184 7 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


2116421 21164547 


DSM 6810 16S ribosomal RNA, partial sequence 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; 


2137594 2137627 7 


2263596 2263629 7 


2275881 2275954 7 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


2302952 2302985 7 


T5054 16S ribosomal RNA, partial sequence 23024 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


2462278 24623517 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


2469949 2469982 7 


2531788 2531861 7 


6S ribosomal RNA, partial sequence 2531266 25327 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


2543255 2543328 7 


CCUG 20334 16S ribosomal RNA, partial 


palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


2569287 2569360 8 


Firmicutes; 
2600054 2600127 7 


Proteobacteria; 
2620256 2620329 7 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


2646244 26463177 


asp 66 16S ribosomal RNA, partial sequence 


2649249 26493227 


ribosomal RNA, partial sequence 


2927542 2927575 7 


ATCC 19193 16S ribosomal RNA, partial 


2932032 29320657 


Clostridia; 


76 gi| 219878203 


80 219878194 


031 


gi 


80 219878191 


077 


gi 


80 219878189 


108 


gi 


80 gi|219878144 


2068593 20700 


40 gi|219857657 


40 gi| 219857643 


40 gi] 219857557 


80 219857549 


22753 


gi 


40 gi| 219857528 


80 219857408 


24617 


gi 


40 219857403 


24694 


gi 


80 gi| 219857356 


80 219857348 


sequence 


gi 


81 219857288 
sequence 
Clostridiales; 


gi|219857268 


gi 


80 


Gammaproteobacteria; Pasteurellales; Paste 
80 gi| 219857252 |ref|NR_024883.1 
2619736 2621149 Kluyve 


Enterobacteriaceae; Kluyv 

80 gi| 219857227 |ref|NR_024855.1 
2645713 264719 

Rhodocyclales; Rhodocycl 

80 gi|219857225|ref|NR_024853.1 


2648722 26501 


Burkholderiales; Oxalobac 

40 gi|219856838|ref|NR_024657.1 
sequence 2927022 292847 
Oceanospirillales; Marin 

40 gi|219856835|ref|NR_024654.1 


japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 


Enterobacteriaceae; 
Enterobacteriaceae; 
41 Buttiauxella 


Enterobacteriaceae; 


Enterobacteriaceae; 


Alteromonadales; 


73 2138564 Micro 
Alteromonadaceae 


50 2264581 Alcan 
Alcanivoracaceae; 


04 2303932 Marin 
Alteromonadaceae 


12 2470870 Thioal 
Ectothiorhodospiraceae; 


Clostridiaceae; 


ref |NR_025342.1 


ref 


NR_025333.1 


ref|NR_025330.1 


ref |NR_025328.1 


ref|NR_025283.1 

Thauera. 

ref |NR_025246.1 
2115900 211739 


ref |NR_025232.1 


ref|NR_025145.1 


ref|NR_025137.1 


ref |NR_025116.1 


ref |NR_024996.1 
Enterobacteriac 
ref|NR_024991.1 


ref|NR_024944.1 
Cupriavidu 
ref|NR_024936.1 

2542716 254422 
Comamon 
ref|NR_024919.1 

2568768 257024 
cl 
NR_024899.1 


ref 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
Leminorella. 


Buttiauxella gaviniae 


gaviniae Bacteria; 
Buttiauxella. 


Buttiauxella brennerae 


50 Buttiauxella brennerae Bacteria; 
Buttiauxella. 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Microbulbifer 


bulbifer salipaludis 
7 


Microbulbifer. 
Alcanivorax 


ivorax venustensis 


Alcanivorax. 
Cupriavidus 


59 2276842 Cupriavidus campinensis 
Burkholderiaceae; 


Cupriavidus. 
Marinobacter 


obacter lutaoensis 
, 


Marinobacter. 
Raoultella planticola 


40 2463175 Raoultella planticola 


eae; Raoultella. 
Thioalkalivibrio 
kalivibrio nitratis 
Thioalkalivibrio. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 

Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Clostridium 

8 Clostridium 
ostridium. 

Mannheimia 

9 Mannheimia 
urellaceae; Mannheimia. 
Kluyvera georgiana 

ra georgiana Bacteria; 
era. 

Propionivibrio 

7 Propionivibrio 

aceae; Propionivibrio. 
Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 


2931509 293296 


Pseudospirillum 
7 Pseudospirillum 


38886 
limneticum strain 
Bacteria; Proteob 
38886 
hydroxybenzoicum 
hydroxybenzoicum 
38886 
strain ATCC 13313 
Proteobacteria; G 
38886 
strain ATCC 29903 
Proteobacteria; G 
38886 
strain IndiB4 16S 
Firmicutes; Clost 
38886 
szegediense strai 
Bacteria; Proteob 
38886 
strain VKM-14L 16 
Proteobacteria; G 
38886 
strain LK6 16S ri 
Proteobacteria; G 
38886 
strain 1846 16S 
Proteobacteria; 
38886 
strain P-172-71 1 
Proteobacteria; G 
38886 
helveticus strain 
Bacteria; Proteob 
38886 
strain Gl 16S rib 
Proteobacteria; G 
38886 
strain 2761 16S 
Proteobacteria; 
38886 
strain 25-4 16S r 
Proteobacteria; G 
38886 
strain ATCC 15466 
Proteobacteria; B 
38886 
maritimus strain 
Bacteria; Proteob 
38886 
thalassicus strai 
thalassicus Bacte 
38886 
strain U 5/41 16S 
Proteobacteria; G 
38886 
asaccharolytica s 
asaccharolytica B 
Sphingomonas. 
38886 
thermophilum stra 
thermophilum Bact 
38886 
strain McClung 20 
Bacteria; Firmicu 
38886 
strain LC 1 16S r 
Firmicutes; Clost 
38886 
A strain ELTDK 10 
Bacteria; Firmicu 
38886 


G 


B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3074454 3074527 7 80 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3110519 3110560 1 42 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3270982 3271055 7 80 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3272520 3272593 7 80 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3551609 3551649 1 41 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3648752 3648785 7 40 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650291 3650324 7 40 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3651832 3651865 7 40 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3674716 3674789 7 80 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3694466 3694539 7 80 gi 


ammaproteobacteria; Pasteurellales; Pa 
3808184 3808217 7 40 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3913435 3913508 7 80 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3964358 39644317 80 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3999603 3999676 7 80 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
4037496 4037569 7 80 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Th 
4056950 4056983 7 40 gi 
TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 
4183494 4183527 8 41 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
4245480 4245553 7 80 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
67159 67199 1 41 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


204204 204244 1 41 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
208870 208950 1 81 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
244256 244296 1 41 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
313821 313901 1 81 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 


3551089 35526 


3649747 36512 


3651286 36527 


3674212 36756 


6S ribosomal RNA, partial sequence 3693916 36953 


3912908 39143 


3963836 39652 


3999120 40005 


4244934 42463 


243690 24511 


219846872 
ence 30739 
ales; Rhod 
219846848 
equence 

tridiales; 
219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846542 


Caloramato 
219846472 
nce 36482 
occales; M 
219846471 


ethylococc 
219846470 


ethylococc 
219846454 


Enterobac 
219846441 


steurellac 
219846357 
ence 38076 
obacterale 
219846285 


Enterobac 
219846249 


ocyclaceae 
219846225 


anthomonad 
219846198 
40370 
iomonas. 
219846182 
nce 40564 
nadales; A 
219846088 
quence 
ales; Pept 
219722938 


Enterobac 
265679019 
sequence 
cteria; Sp 


265678927 
sequence 
tyoglomace 
265678923 
20835 
idiaceae; 
265678899 


Megasphae 
265678851 
31331 
idiaceae; 


371140 371215 1 76 gi 


ref |NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref |NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref|NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026134.1 


r. 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref |NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026045.1 


teri 
ref 


aceae; Panto 
NR_026032.1 


eae. 
ref|NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref|NR_025875.1 


teri 
ref 


aceae; Xenor 
NR_025839.1 
; Rh 
ref 


odocyclus. 
NR_025815.1 


aceae; Silanimon 
ref|NR_025788.1 
01 4038390 Thiomo 


ref|NR_025772.1 
29 4057918 Microb 
1lteromonadaceae; 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref|NR_024570.1 


rs 


teriaceae; Esche 
ref |NR_029327.1 

66694 68135 
hingomonadales; 


ref |NR_029235.1 

203662 205201 
ae; Dictyoglomus 
ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref |NR_029207.1 


Tas 
ref|NR_029157.1 
5 314767 Clostr 
Clostridium. 


265678807 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 


Ferribacterium 
acterium limneticum 
ibacterium. 

Sporotomaculum 
6 Sporotomaculum 

Sporotomaculum. 

Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Caloramator indicus 


03 Caloramator indicus Bacteria; 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Campylobacter 
obacter helveticus 
aceae; Campylobacter. 

Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Sphingomonas 
Sphingomonas 

Sphingomonadaceae; 


Dictyoglomus 

Dictyoglomus 

Clostridium sporogenes 
idium sporogenes 


Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Clostridium botulinum 
idium botulinum A 


ref|NR_029112.1 
370665 372098 


Pseudovibrio 
Pseudovibrio 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Pseudovibrio. 

38886 Bacteria_16S 
strain DV1140 16S 
Thermotogae; 
38886 


504894 504962 8 


Bacteria_16S 573406 573442 1 


tuberculostearicum strain Medalle X 16S ribosomal RNA, 
tuberculostearicum Bacteria; Actinobacteria; Actinobact 


Corynebacteriaceae; Corynebacterium. 
38886 Bacteria_16S 699109 699141 7 
strain 6111 16S ribosomal RNA, partial 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 


38886 Bacteria_16S 1265394 12654741 
16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
38886 Bacteria_16S 1309056 1309132 1 


subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 


38886 Bacteria_16S 1310529 1310605 1 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 


38886 Bacteria_16S 1332146 1332214 8 


melanesiensis strain BI429 16S ribosomal RNA, partial sequence 
Thermotogales; 


melanesiensis BI429 Bacteria; 


38886 Bacteria_16S 1339646 1339725 1 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphapr 


Magnetospirillum. 


38886 Bacteria_16S 1628894 1628970 1 


Clostridiaceae; 


Thermotogae; 


76 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


37 


39 
sequence 


81 


77 


Dh 


76 


80 


77 


strain T4 16S ribosomal RNA, partial sequence 


38886 
echinoides strain 


Bacteria_16S 1703745 1703821 1 


38886 Bacteria_16S 1904538 1904572 7 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 


38886 Bacteria_16S 1986737 1986777 1 


ferrugineus strain Cb fel8 16S ribosomal RNA, 
Deltaproteobacteria; 


ferrugineus Bacteria; 
Cystobacteraceae; 
38886 


Proteobacteria; 
Cystobacter. 
Bacteria_16S 2140586 2140626 1 


micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 
Clostridiales; 


micronuciformis Bacteria; 
38886 Bacteria_16S 


Firmicutes; 
2223766 2223834 8 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 22232 


15286 Bacteria; Thermodesulfobacteria; 
Thermodesulfatator. 


38886 Bacteria_16S 2268265 2268305 1 


IMET 10491 16S ribosomal RNA, partial 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria 


gi| 265678715 


504361 50587 


gi| 265678670 


gi| 265678583 


698584 69993 
matiaceae; 


gi|219846539 


gi|228721488 


228721487 


gi 


gi|228721494 


228721340 
sequence 


gi 


gi|219878457 


1628419 16298 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


partial sequence 
eridae; Actinomycetales; Corynebacterineae; 


sequence 


partial sequence 


Thermotogaceae; 


oteobacteria; 


ref|NR_029020.1 


ref |NR_028975.1 


ref|NR_028888.1 


Thiocystis. 


ref/NR_026131.1 


ref|NR_027611.1 


ref|NR_027610.1 


ref|NR_027617.1 
1331586 133309 


ref|NR_027605.1 
1339181 134062 


ref|NR_025596.1 
34 Methylocella 


572888 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Corynebacterium 
574399 Corynebacterium 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridium. 


Hyphomicrobium facile 


1308596 1310018 Hyphomicrobium 
Rhizobiales; 


Hyphomicrobiaceae; 


Hyphomicrobium facile 


1310069 1311491 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; 


Thermosipho 
7 Thermosipho 


Thermosipho. 


Magnetospirillum 
3 Magnetospirillum 


Rhodospirillales; Rhodospirillaceae; 


Methylocella tundrae 


tundrae Bacteria; 


a7 gi| 219878405 |ref|NR_025544.1| Methylocystis 
sequence 1703281 1704687 Methylocystis 
; Rhizobiales; Methylocystaceae; Methylocystis. 
41 gi|219878260|ref|NR_025399.1| Thioalkalicoccus 
1904081 1905405 Thioalkalicoccus limnaeus 
Chromatiaceae; Thioalkalicoccus. 
41 gi|219878204|ref|NR_025343.1| Cystobacter 
complete sequence 1986193 1987709 Cystobacter 


41 


Clostridia; 


76 


gi|219857641 


gi| 219857583 


Thermodesulfobacteriales; 


41 


strain Pl 16S ribosomal RNA, partial sequence 


38886 Bacteria_16S 

stercorarium subsp. 
Clostridium stercorarium subsp. 

Clostridiaceae; Clostridium. 

38886 Bacteria_16S 2430385 2430425 1 


2325786 2325862 1 


77 


leptospartum strain ATCC 35414 16S 


gi|219857554 


2267708 22692 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 


219857512 
ribosomal 


gi 


Myxococcales; 


Cystobac 
ref|NR_025230.1 

214009 
Veillonellaceae; 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 
ref|NR_025142.1 
cteraceae; Desul 
ref|NR_025100.1 
RNA, 


partial sequence 


terineae; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Clostridium 
2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


41 


gi| 219857437 


cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 


cinnamivorans Bacteria; 
38886 Bacteria_16S 

strain JSS-26 16S 
Proteobacteria; Alphaproteobacteria; 
38886 Bacteria_16S 


Firmicutes; 
2459222 2459262 1 


2515110 2515150 1 


strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Calor 
Clostridiaceae; 


Clostridia; 
38886 Bacteria_16S 
strain ILE-3 16S 
Synergistetes; 
38886 


Clostridiales; 
2560174 2560206 8 


Synergistia; 
Bacteria_16S 2682319 2682394 1 


Clostridia; 


41 


ribosomal RNA, partial sequence 
Sphingomonadales; 


41 


40 


ribosomal RNA, partial sequence 
Synergistales; 


76 


Clostridiales; 


Caloramator. 
gi 
2559665 25611 
Synergistaceae; Aminob 


gi 


gi|219857410 


2458757 24601 
Sphingomon 


gi|219857367 


219857337 


219857201 


straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 


straminisolvens Bacteria; Firmicutes; 


Clostridia; 


Clostridiales; 


Ru 


ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref|NR_024955.1 
amator coolhaasi 


ref |NR_024925.1 


acterium. 


Papillibacter 

9 Papillibacter 
apillibacter. 
Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 


Clostridium 
8 Clostridium 
Clostridium. 


38886 


38886 


Bacteria_16S 


Bacteria_16S 


Sphingomonas. 


38886 


oligophenolica 16 


38886 


strain NCIMB 1112 


38886 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


38886 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2775174 2775214 1 


2864755 2864795 1 


2885041 2885081 1 


3004994 3005070 1 


3124208 3124284 1 


3125697 3125773 1 


3209035 3209075 1 


41 


41 


41 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


77 


6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 
219846839 
sequence 3123738 312518 


77 


ain DSM 1869 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacteria; 


77 


41 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


219857133 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219856866 
2884576 28858 
Sphingomonadales; 


219846838 
in DSM 5458 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacteria; 


219846782 


strain IFO 10550 
Proteobacteria; 
38886 
strain IFO 15498 
Proteobacteria; 


Bacteria_16S 


Alphaproteobacteria; Sphingomonadales; 
3210527 3210567 1 41 gi 


Alphaproteobacteria; Sphingomonadales; 


16S ribosomal RNA, partial sequence 3208570 32100 
Sp 
219846781 
16S ribosomal RNA, partial sequence 3210062 32115 


Sp 


38886 


lipolytica strain 
Bacteria; 


38886 


strain WV6 16S ri 
Firmicutes; 


38886 


aotearoense strai 
aotearoense Bacte 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


ria; 


3234765 3234825 1 


Clostridia; 
3248482 3248562 1 


bosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
3322695 3322735 1 


Firmicutes; Clostridia; 


Incertae Sedis; Thermoanaerobacterium. 


38886 


spinosum strain D 
spinosum Bacteria; 
Verrucomicrobium. 


38886 


homopropionicum s 
homopropionicum B 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


stercorarium subsp. 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 


38886 


restrictus strain 


Bacteria_16S 


restrictus Bacteria; 


38886 


fusiformis strain 
Bacteria; Verruco 


38886 


debontii strain F 
Bacteria; Verruco 


38886 


vanneervenii stra 
Bacteria; Verruco 


38886 


dejongeii strain 
Bacteria; Verruco 


38886 


palmitatis strain 
Bacteria; 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


Firmicutes; 


3364003 3364039 1 


3530025 35301211 


Firmicutes; 
3581844 3581920 1 


3665686 3665726 1 


Clostridia; 


3704873 3704909 1 


3706392 3706428 1 


3707910 3707946 1 


3709429 3709465 1 


3773470 3773510 1 


3788569 3788605 1 


AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


38886 


Bacteria_16S 


3838640 3838676 1 


61 


JW265 16S ribosomal RNA, partial sequen 
Clostridiales; 


81 


41 


n JW/SL-NZ613 16S ribosomal RNA, partial 
Thermoanaer 


37 


96 


train DSM 5847 16S ribosomal RNA, partia 
Clostridia; 


77 


thermolacticum strain TX41 16S riboso 


41 


37 


FC4 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicro 


37 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicro 


37 


in FC2 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomicro 


37 


FCl 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicro 


41 


SDBY1 16S ribosomal RNA, partial sequen 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
219846371 
3788062 3789489 Ehrlichia 
ia; Rickettsiales; Anaplasmataceae; Ehrl 
219846336 


37 


37 


gi 


Syntroph 
gi 


cl 
gi 


gi 


gi 


Clostri 
gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


219846764 
ce 3234298 3235755 Thermo 


219846755 
3247999 32493 
Clostridiaceae; 
219846704 
sequence 3322195 332367 


219846674 
SM 4136 16S ribosomal RNA, partial seque 
Verrucomicrobia; Verrucomicrobiae; Ver 


219846556 
1 sequence 3529546 353100 


219846521 


219846461 
PER-K23 16S ribosomal RNA, partial sequ 
Clostridiale 
219846433 
3704351 3705819 Prosth 


219846432 
3705870 3707337 Prosth 


219846431 
ce 3707388 3708856 Prosth 


219846430 
3708907 3710374 Prosth 


219846382 
ce 3772941 3774411 Desulf 


ref 


ref 
equence 
Sphingomona 


ref 


ref 


ref 
Rhizobia 


ref 


w 


equence 
Rhizobial 


ref 


hingomonadac 
ref 


hingomonadac 
ref 


omonadaceae; 
ref 


ostridium. 
ref 


obacterales; 
ref 
nce 
rucomicrobia 
ref 

Clos 


ref 
par 


diales; 


mal RNA, 


ref 
ence 
Ss; Peptococc 
ref 


Verr 
ref 


biales; 


Verr 
ref 


biales; 


Verr 
ref 


biales; 


Verr 
ref 


biales; 


De 
ref 


ichia. 


gi 


pelophila strain 4B 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


2864276 286573 


81 Sphingomonas 
Sphingomonadac 
219846920 
3004529 3005936 Methyl 


125234 312665 


11 Sphingomonas 


03 Sphingomonas 


3363492 336498 


3665143 366662 


NR_024761.1 


treptomyceta 
NR_024700.1 


dales; Sphin 
NR_024685.1 
eae; Sphingo: 
NR_026512.1 
NR_026431.1 
les; Hyphomi 
NR_026430.1 
es; Hyphomic 


NR_026374.1 


eae; Sphingo 
NR_026373.1 


eae; Sphingo 
NR_026356.1 


Thermosyntr 
NR_026347.1 
NR_026296.1 

Thermoanaer 
NR_026266.1 
les; Verruco 
NR_026148.1 
tridiaceae; 
NR_026113.1 
tial sequenc 


NR_026053.1 


aceae; Dehal 
NR_026024.1 


ucomicrobiac 
NR_026023.1 


ucomicrobiac 
NR_026022.1 


ucomicrobiac 
NR_026021.1 


ucomicrobiac 
NR_025973.1 


sulfuromonad 
NR_025962.1 
muris Bacte 


ref 


Streptomyces platensis 


57 Streptomyces platensis Bacteria; 
Streptomycineae; S 
219856881 
echinoides strain ATCC 14820 16S ribosomal RNA, partial s 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


ceae; Streptomyces. 
Sphingomonas 

8 Sphingomonas 

gomonadaceae; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Methylosinus sporium 
osinus sporium Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Thermosyntropha 

syntropha lipolytica 

opha. 

Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Clostridium 
6 Clostridium 
Clostridium. 
Clostridium 
e 3581316 3582832 


Dehalobacter 
8 Dehalobacter 
obacter. 
Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Ehrlichia muris strain 
ria; Proteobacteria; 


NR_025926.1 


Thiomicrospira 


3838114 3839581 Thiomicrospira pelophila 


38886 Bacteria_16S 4134184 4134260 1 77 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

38886 Bacteria_16S 5065 5104 1 40 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

38886 Bacteria_16S 6527 6566 1 40 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

38886 Bacteria_16S 7984 8023 1 40 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

38886 Bacteria_16S 15502 15541 1 40 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

38886 Bacteria_16S 24792 24831 1 40 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886 Bacteria_16S 36839 36878 1 40 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

38886 Bacteria_16S 38242 38281 1 40 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

38886 Bacteria_16S 111026 111065 1 40 gi|265678988|ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

38886 Bacteria_16S 130910 130949 1 40 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 


Chrysiogenetes; C 


hrysiogenales; Chrysiogenaceae; Chrysi 


ogenes. 


38886 Bacteria_16S 150604 150647 8 51 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886 Bacteria_16S 161369 161408 1 40 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886 Bacteria_16S 166006 166045 1 40 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886 Bacteria_16S 197897 197936 1 40 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886 Bacteria_16S 199526 199565 1 40 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

38886 Bacteria_16S 211978 212017 1 40 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886 Bacteria_16S 218134 218209 1 76 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

38886 Bacteria_16S 224208 224247 1 40 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

38886 Bacteria_16S 233211 233250 1 40 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

38886 Bacteria_16S 254736 254775 1 40 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

38886 Bacteria_16S 269684 269723 1 40 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 


polysaccharolytic 


Thermoanaerobacte 
38886 Bacteria_16S 
strain ATCC 27760 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; 


309250 309289 


um strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; 
rales; Thermoanaerobacterales Family I 


artial sequence 269183 270620 
Firmicutes; Clostridia; 
II. Incertae Sedis; Thermoanaerobacterium. 
1 40 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
partial sequence 308774 310144 Ruminococcus callidus 
Clostridiales; Ruminococcaceae; Ruminococcus. 


38886 
subsp. 
subsp. 
38886 
strain H168 16S r 


berkhoffii 
berkhoffii 


Bacteria_16S 


Bacteria_16S 


318235 318274 1 40 gi 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
322840 322879 1 40 gi 
ibosomal RNA, complete sequence 


265678848 
ial sequen 
bacteria; 
265678845 


322285 32381 


ref|NR_029153.1| Bartonella vinsonii 
ce 317746 319177 Bartonella vinsonii 
Rhizobiales; Bartonellaceae; Bartonella. 
ref|NR_029150.1| Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

38886 Bacteria_16S 383295 383334 1 40 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

38886 Bacteria_16S 395591 395630 1 40 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

38886 Bacteria_16S 461892 461931 1 40 gi| 265678743 |ref|NR_029048.1| Kribbella antibiotica 


strain YIM 31530 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


38886 
rudongensis strai 
rudongensis Bacte 
38886 
strain Tf 16S rib 


Bacteria_16S 


Bacteria_16S 


463396 463435 1 40 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
510938 510977 1 40 gi 
osomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 461374 46285 


ionibacter 
265678742 

sequence 

ia; 
265678711 


510382 51190 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

38886 Bacteria_16S 582404 582443 1 40 gi| 265678664 
strain LF13 16S ribosomal RNA, partial sequence 581868 58337 
Caldithrix. 

38886 Bacteria_16S 589857 589896 1 40 gi| 265678659 


strain 3wWC2 16S r 
Firmicutes; Clost 
38886 
strain WoG13 16S 
Firmicutes; Clost 
38886 
strain NGA 16S ri 
Synergistetes; Sy 
38886 
strain IS1B 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
665798 665837 1 40 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
676426 676465 1 


Syntrophomonadac 
40 gi 


ibosomal RNA, partial sequence 


589361 59079 


Clostridiu 
265678605 


665236 66673 


eae; Pelos 
265678598 


bosomal RNA, partial sequence 675861 67745 
nergistia; Synergistales; Synergistaceae; Anaero 
693064 693103 1 40 gi| 265678587 


692571 69404 


Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 
38886 Bacteria_16S 767923 767962 1 40 gi| 265678534 
strain J1 16S ribosomal RNA, partial sequence 767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
38886 Bacteria_16S 777245 777284 1 40 gi| 265678528 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actin 
Gordoniaceae; Gordonia. 

38886 Bacteria_16S 778829 778868 1 40 gi| 265678526 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 77827 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
38886 Bacteria_16S 833931 833970 1 40 gi| 265678490 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequen 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sp 
Zymomonas. 

38886 Bacteria_16S 835433 835472 1 40 gi| 265678489 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial seque 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacte 
Sphingomonadaceae; Zymomonas. 

38886 Bacteria_16S 853379 853418 1 40 gi| 265678477 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulforegula. 

38886 Bacteria_16S 870305 870344 1 40 gi| 265678465 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 
Bradyrhizobium. 

38886 Bacteria_16S 902088 902123 7 42 gi| 265678443 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chro: 
Thioalkalivibrio. 

38886 Bacteria_16S 917554 917593 1 40 gi| 265678433 


strain IEGM 16S r 
Actinobacteria; A 
38886 
strain 213E 16S r 
Actinobacteria; A 


Bacteria_16S 


ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
919119 919158 1 40 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


Cory 
gi 


917039 91855 


nebacterin 
265678432 


Rhizob 


4 Kribbella antibiotica Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_029047.1] Ancylobacter 

462905 464361 Ancylobacter 
iales; Xanthobacteraceae; Ancylobacter. 
ref|NR_029016.1| Geobacillus debilis 
6 Geobacillus debilis Bacteria; 


ref|NR_028969.1| Caldithrix abyssi 
1 Caldithrix abyssi Bacteria; 


ref|NR_028964.1| Clostridium colicanis 
5 Clostridium colicanis Bacteria; 
m. 
ref|NR_028910.1| Pelospora glutarica 
5 Pelospora glutarica Bacteria; 


pora. 
ref|NR_028903.1| Anaerobaculum mobile 
6 Anaerobaculum mobile Bacteria; 
baculum. 
ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 
ceae; Isosphaera. 
ref |NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 
ae; Devosia. 
ref |NR_028832.1| Gordonia 

776745 778221 Gordonia 
omycetales; Corynebacterineae; 
ref|NR_028830.1] Desulfobacter 
2 779794 Desulfobacter postgatei 
Desulfobacteraceae; Desulfobacter. 
ref|NR_028793.1| Zymomonas mobilis 
ce 833445 834896 Zymomonas mobilis 
hingomonadales; Sphingomonadaceae; 
ref|NR_028792.1| Zymomonas mobilis 
nce 834947 836398 Zymomonas 
ria; Sphingomonadales; 
ref|NR_028780.1] Desulforegula 

852834 854357 Desulforegula 


fobacterales; Desulfobacteraceae; 
ref|NR_028768.1| Bradyrhizobium 
869838 871263 Bradyrhizobium 
biales; Bradyrhizobiaceae; 
ref|NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 
matiales; Ectothiorhodospiraceae; 
ref |NR_028735.1| Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028734.1| Gordonia desulfuricans 


918602 920113 Gordonia desulfuricans Bacteria; 
Corynebacterineae; Gordoniaceae; Gordonia. 


38886 
strain PSv29 16S 


Bacteria_16S 


925351 925390 1 40 
ribosomal RNA, partial sequence 


gi 


924822 92631 


265678428 


ref |NR_028730.1 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

38886 Bacteria_16S 993169 993208 1 40 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

38886 Bacteria_16S 1046586 1046625 1 40 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

38886 Bacteria_16S 1054077 1054116 1 40 gi|265678341|ref|NR_028643.1| Sulfurimonas 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Sulfurimonas. 

38886 Bacteria_16S 1057090 1057129 1 40 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

38886 Bacteria_16S 1079505 1079544 1 40 gi|265678323|ref|NR_028625.1| Acetobacter orientalis 


strain 21F-2 16S 


38886 
indonesiensis str 
indonesiensis Bac 
Acetobacter. 

38886 
strain NBRC 13755 
Bacteria; Proteob 
38886 
orleanensis strai 
orleanensis Bacte 
Acetobacter. 

38886 
colihominis DSM 1 
17241 Bacteria; F 
38886 
metallireducens s 
metallireducens B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 


1093228 1093267 1 40 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1094675 10947141 40 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1096115 1096154 1 40 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1183960 1183999 1 40 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
1244451 12444901 40 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 


38886 
strain CBS 107.95 
Bacteria; Actinob 
38886 
lecithinolyticum 
lecithinolyticum 
38886 
2077 16S ribosoma 
Deltaproteobacter 
38886 
DSM 15272 16S rib 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1262341 1262380 1 40 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1263884 1263923 1 40 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1271531 12715701 40 gi 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1280319 1280358 1 40 gi 
osomal RNA, partial sequence 


1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 


1271016 1272493 Desul 


1279854 12812 


Acetobacte 
265678314 
quence 
eria; 


265678313 
10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


228717037 
ce 11834 
Ruminococc 
219857537 
1 sequence 
ridiales; 
219846681 
12618 
ales; Cory 
219846655 
sequence 
; Spirocha 
219846399 


eae; Desul 
219846091 


Rhod 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Aeromicrobium. 

38886 Bacteria_16S 1299879 1299918 1 40 gi| 219846779 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 13008 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
38886 Bacteria_16S 1306069 1306108 1 40 gi|219846269 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Stark 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
38886 Bacteria_16S 1341225 1341264 1 40 gi| 228721140 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 13406 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococca 
38886 Bacteria_16S 1350492 1350531 1 40 gi| 228720546 


DSM 43247 16S rib 
Bacteria; Actinob 
38886 
hamburgensis stra 
Bacteria; Proteob 
38886 
HEL-45 16S riboso 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 


38886 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1365344 1365383 1 40 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1379156 1379195 1 40 gi 
mal RNA, partial sequence 


1406035 1406074 1 40 


1349993 13514 


1378686 1380064 Ocean 
hodobacter 


ales; Cory 
228719040 
ence 13648 
les; Brady 
228717469 


219857143 


gi 


raceae; Acetobac 
ref |NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028614.1 

1095628 109707 
pirillales; Acet 


ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_026247.1 

1263357 126483 
etaceae; Trepone 
ref|NR_025990.1 
fonema magnum Ba 
fonema. 
ref|NR_025681.1 
10 Aeromicrobium 
ionibacterineae; 


v 


ref |NR_026371.1 
inea 
ref 
eya 


e; Nocardioi 
NR_025859.1 
novella Bact 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027594.1 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


v 


Anaerotruncus 

truncus colihominis DSM 

ncus. 
Desulfitobacterium 

8 Desulfitobacterium 

Desulfitobacterium. 

Dietzia natronolimnaea 

a natronolimnaea 

ietziaceae; Dietzia. 
Treponema 

5 Treponema 

ma. 

Desulfonema magnum DSM 

cteria; Proteobacteria; 


Aeromicrobium marinum 
marinum DSM 15272 


Nocardioidaceae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Starkeya novella DSM 
eria; Proteobacteria; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_027578.1| Nitrobacter 

67 1366328 Nitrobacter hamburgensis X14 
rhizobiaceae; Nitrobacter. 
ref|NR_027563.1| Oceanibulbus indolifex 
ibulbus indolifex HEL-45 Bacteria; 
aceae; Oceanibulbus. 

ref|NR_024771.1| Acetobacter 


cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


1405568 1406981 Acetobacter 


38886 Bacteria_16S 1572499 1572538 1 40 gi 
faecalis strain gc 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


38886  Bacteria_16S 1577075 1577114 1 40 gi 


219857383 
15720 


219846510 


papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 15765 


2782 Bacteria; Firmicutes; Clostridia; Clostridiales; 
38886 Bacteria_16S 1581603 1581634 7 38 gi 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, parti 


lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; 


Clostridiaceae; 


219878490 
al sequenc 


Bradyrhizobiaceae; 


Rhodovarius. 


38886 


gallinifaecis str 
gallinifaecis Bac 


38886 


Bacteria_16S 


Bacteria_16S 


1656308 1656347 1 40 


ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacteria; 


1749386 1749425 1 40 


219878437 
sequence 
Rhiz 
219878374 


gi 


gi 


strain LMG 1746 1 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
38886 Bacteria_16S 1750878 1750917 1 40 gi 
strain LMG 1625 1 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
38886 Bacteria_16S 1758633 1758672 1 40 gi 
strain SPR2 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 1748919 17503 
Acetobacteraceae; 


219878373 


6S ribosomal RNA, partial sequence 175041117518 
Acetobacteraceae; 


219878366 


1758120 17596 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


38886 


strain Kb2 16S ri 


38886 


Bacteria_16S 


Bacteria_16S 


1810010 1810049 1 40 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1851308 1851347 1 40 


gi|219878329 
1809512 18109 


gi|219878301 


strain SE3104 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


1850849 18521 
Rhodospirillaceae; 


38886 


macestii strain M 
Bacteria; 


38886 


strain IBS 506 16 


Bacteria_16S 


Bacteria_16S 


1977313 1977388 1 76 


-9 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


2075228 2075267 1 40 


S ribosomal RNA, partial sequence 


219878210 
19767 


gi 


gi|219878139 
2074760 20762 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


38886 


strain IBS 382 16 


Bacteria_16S 


2084481 2084520 1 40 


S ribosomal RNA, partial sequence 


gi|219878133 
2084014 20854 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


38886 Bacteria_16S 2099644 2099683 1 40 gi| 219878122 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 20991 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Nocardioides. 

38886 Bacteria_16S 2108782 2108821 1 40 gi| 219873437 
strain P-1 16S ribosomal RNA, partial sequence 2108290 21097 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
38886 Bacteria_16S 2173864 2173903 1 40 gi| 219857619 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 


aetherivorans Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; 


Rhodococcus. 


38886 


Bacteria_16S 


2232940 2232979 1 40 


gi|219857577 


Actinomycetales; 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


38886 
hydrogeniphilum s 


hydrogeniphilum Bacteria; 


Bacteria_16S 


2262044 2262079 8 43 gi 
train SL6 16S ribosomal RNA, partial s 
Thermodesulfobacteria; Thermo 


Thermodesulfobacterium. 


38886 


Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


2301396 2301435 1 40 gi 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Af 


38886 


Bacteria_16S 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, 


2306033 2306072 1 40 gi 


strandjordii Bacteria; Actinobacteria; Actinobacteridae 


Tsukamurellaceae; 
38886 


Bacteria_16S 


Tsukamurella. 


2343778 2343817 1 40 gi 


singaporensis strain IM 7744 16S ribosomal RNA, partial 


singaporensis Bac 
Nocardioidaceae; 


teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 


22324 
nebacterin 
219857558 
equence 
desulfobac 


219857529 


2300928 2302353 Afipi 


ipia. 
219857525 


complete sequ 
; Actinomycetales; 


219857498 
sequence 
e; 


Actinomycetales; Propio 


38886 


Bacteria_16S 


2395393 2395432 1 40 


gi|219857463 


strain IBS 325 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
38886 Bacteria_16S 2421523 2421562 1 40 gi 
pyridinivorans strain PDB9 16S ribosomal RNA, partial s 


2394935 23963 


nellaceae; 
219857445 
equence 


ref |NR_024971.1 
32 1573475 Rhodop 
Rh 
ref|NR_026102.1 
77 1578067 Clostr 


ref |NR_025629.1 
e 1581111 158256 


ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025513.1 


Acetobac 
ref|NR_025512.1 
Acetobac 
ref|NR_025505.1 
Gordoniacea 
ref|NR_025468.1 
Gordoniacea 
ref|NR_025440.1 
Roseosp 
ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref|NR_025278.1 


Bartonella. 
ref|NR_025272.1 


Bartonella. 
ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 


ref |NR_026099.2 
m. 
ref |NR_025208.1 

2173451 217485 
Coryne 


ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025146.1 

2261503 226299 
teriales; Thermo 


ref|NR_025117.1 
a birgiae Bacter 


ref 
ence 


NR_025113.1 
230551 
Coryneb 


ref|NR_025086.1 
2343294 234473 


ref|NR_025051.1 


Bartonella. 


Clostridium. 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Clostridium 
idium papyrosolvens DSM 


Rhodovarius 
8 Rhodovarius 


Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Corynebacterineae; 


e; Gordonia. 
Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 

Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 

Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Afipia birgiae strain 
ia; Proteobacteria; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Actinopolymorpha 
5 Actinopolymorpha 


nibacterineae; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Rhodococcus 


ref |NR_025033.1 
2421026 242250 


2 Rhodococcus 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rhodococcus. 


38886 


peptidivorans str 
peptidivorans Bac 
Bacteria_16S 


38886 


putrefaciens stra 
putrefaciens Bact 
Bacteria_16S 
aerophilum strain 
Proteob 
Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteob 
Bacteria_16S 


38886 


Bacteria; 
38886 


Bacteria; 
38886 
strain DNP505 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


38886 


beliardensis stra 
beliardensis Bact 


38886 
halotolerans stra 
Bacteria; Firmicu 
38886 
strain GSL-But2 1 
Proteobacteria; D 
38886 
nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 
38886 
erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 
38886 
strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 
38886 
multivorans strai 
Bacteria; Proteob 
38886 
psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 
38886 
strain VPI-C6-61 
Firmicutes; Clost 
38886 
strain IHB1 16S r 
Thermotogae; Ther 
38886 
carboxydohydrogen 
carboxydohydrogen 
38886 
nitritogenes stra 
nitritogenes Bact 
38886 
strain JCM 6484 1 
Firmicutes; Clost 
38886 
strain SJS0289-JS 
Actinobacteria; A 
38886 
strain IFO 16068 
Actinobacteria; A 
38886 
wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 
38886 
strain IFO 15059 
Actinobacteria; A 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2434967 2435006 1 40 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2463740 2463779 1 40 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2468463 2468502 1 40 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2471454 24715277 80 gi 
acteria; Gammaproteobacteria; Chromatial 
2496801 2496840 1 40 gi 
ribosomal RNA, partial sequence 


2502954 2503028 7 81 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2627876 2627915 1 40 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2641578 2641617 1 40 gi 


ri 


ne 
ac 


eltaproteobacteria; Desulfobacterales; 
2656686 2656725 1 40 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2658211 2658250 1 40 gi 
NRRL B-3381 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Aeromicrobium. 

2659732 26597711 40 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


D 


1 
da 


al 


2661242 2661281 1 40 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2767522 2767561 1 40 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 
zia. 


en 
le 


al 
ri 
2791789 2791850 8 


69 gi 


ridia; Clostridiales; Lachnospiraceae; C 
2827902 2827937 8 43 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 
2860134 2860173 1 40 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2886446 2886485 1 40 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2887972 2888011 1 40 gi 


ar 
ob 


s 
ia 


ridia; Clostridiales; Eubacteriaceae; 

2906179 2906218 1 40 gi 
1 16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Cory 
2954672 29547111 40 gi 
16S ribosomal RNA, 
ctinobacteridae; Actinomycetales; Cory 
2986650 2986689 1 40 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 
2988176 2988215 1 


Eu 


ne 


ne 


ar 
da 


40 gi 


ctinobacteridae; Actinomycetales; Coryne 


38886 


Bacteria_16S 


ce 
ha 


ne 


ar 


219857431 
qu 
di 

219857407 

s 
ia 


ence 
ales; 


equence 
les; 


les; 


es; 


e 
illus. 


219857230 
6S ribosomal RNA, partial sequence 2641027 26425 
esulfoba 
219857219 
sequence 
Actin 


e; 


219857218 


equence 


219857217 
26592 
Prop 


es; 


219857216 
ce 26607 
Hypho 
219857139 
sequenc 
Act 


Ss; 


dae; 


219857122 
16S ribosomal RNA, partial sequence 2791299 27926 
oprococc 
219856905 
2827347 28288 


219856884 
tial seq 


acteria; 


219856865 


equence 
les; 


e; 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 
bacterin 


3012454 3012493 1 40 gi 


219846915 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 


cl 


Clo 
219857404 
24679 
Pis 
219857402 
24709 
Ecto 
219857385 
2496307 24977 
bacterin 
219857380 
tial seq 
a; Legio 
219857246 
26273 


inomycet 


Eub 
219856864 
6S ribosomal RNA, partial sequence 2887459 28889 
bacteriu 
219856852 
29056 
bacterin 
219856820 
partial sequence 2954180 29556 
bacterin 
219846932 
tial seq 
Actin 


ref|NR_025019.1 
2434473 243595 

ostridiaceae; Cl 

ref |NR_024995.1 
2463226 246471 

stridiaceae; Clo 

ref|NR_024992.1| Thioalkalimicrobium 

28 2469361 Thioalkalimicrobium aerophilum 

cirickettsiaceae; Thioalkalimicrobium. 

ref|NR_024990.1| Thioalkalivibrio 

21 2472353 Thioalkalivibrio versutus 

thiorhodospiraceae; Thioalkalivibrio. 

ref|NR_024973.1| Rhodococcus koreensis 

79 Rhodococcus koreensis Bacteria; 

eae; Nocardiaceae; Rhodococcus. 

ref|NR_024968.1| Legionella 

uence 2502405 2503874 Legionella 

nellales; Legionellaceae; Legionella. 

ref|NR_024876.1| Gracilibacillus 

22 2628862 Gracilibacillus halotolerans 


Clostridium 
3 Clostridium 
ostridium. 

Clostridium 
2 Clostridium 
stridium. 


ref|NR_024858.1| Desulfocella halophila 
73 Desulfocella halophila Bacteria; 
cteraceae; Desulfocella. 
ref|NR_024847.1| Nocardioides 

2656189 2657663 Nocardioides 


omycetales; Propionibacterineae; 


ref|NR_024846.1 
2657714 265918 
ales; Propioniba 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


v 


ref |NR_024845.1 
38 2660707 Kribbe 


ionibacterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


ref |NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Dietzia 

5 Dietzia 
rynebacterineae; 


ref|NR_024750.1] Coprococcus catus 
13 Coprococcus catus Bacteria; 
us. 
ref|NR_024726.1| Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


Pseudomonas 

1 2861120 Pseudomonas 
adyrhizobiaceae. 
Eubacterium 

8 Eubacterium 


ref 
uenc 


NR_024703.1 
e 285967 
Rhizobiales; Br 
ref|NR_024684.1 
2885932 288740 
acteriaceae; Eubacterium. 
ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 
m. 
ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiaceae; Williamsia. 
ref |NR_024639.1| Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_026524.1] Rhodococcus 
uence 2986156 2987629 Rhodococcus 
omycetales; Corynebacterineae; 


Williamsia maris 
msia maris Bacteria; 


ref|NR_026523.1| Skermania piniformis 
56 Skermania piniformis Bacteria; 
eae; Gordoniaceae; Skermania. 
ref|NR_026507.1| Marmoricola 

3011945 3013441 Marmoricola 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


Marmoricola. 


38886 Bacteria_16S 3023036 3023075 1 40 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

38886 Bacteria_16S 3027565 3027604 1 40 gi| 219846905 |ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
38886 Bacteria_16S 3029087 3029126 1 40 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 
38886 Bacteria_16S 3036720 3036759 1 40 gi|219846898|ref|NR_026490.1| Clostridium 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886  Bacteria_16S 3039764 3039803 1 40 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 


strain HKI 0136 1 


38886 
strain lacT 16S r 
Proteobacteria; D 
38886 
mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 
38886 
strain K 16S ribo 
Proteobacteria; A 
38886 
multipotens strai 
Bacteria; Proteob 
38886 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 
38886 
halotolerans DSM 
Bacteria; Proteob 
38886 
magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 
38886 
platensis strain 
Bacteria; Firmicu 
38886 
australicum strai 
australicum Bacte 
38886 
DSM 10228 16S rib 
Firmicutes; Clost 
38886 
strain DSM 10365 
Firmicutes; Clost 
38886 
strain DSM 44140 


38886 
strain DSM 44015 

Bacteria; Actinob 
38886 
strain DSM 43205 


38886 
strain 


DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


38886 
strain DSM 7345 1 
Proteobacteria; D 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_1 


Bacteria_1l 


ne 
3042858 3042893 7 42 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3062647 3062686 1 40 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


gi 


v 


s 
er 
3071487 3071526 1 


40 gi 


lphaproteobacteria; Rhizobiales; Beijeri 
3078987 3079026 1 40 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3082139 3082178 1 40 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


en 
el 


eq 
er 


3112037 3112076 1 40 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
3198586 3198625 1 40 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


ne 
ac 


ia 
ct 


3219654 3219693 1 40 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3263407 3263446 1 40 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3264927 3264966 1 40 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; 
3286163 3286202 1 


Ss; 


al 
ia 


Clostridiaceae; Cl 


40 gi 
ridia; Clostridiales; cl 
6S 3321173 33212121 


Clostridiaceae; 
40 gi 


ne 
6S 3380646 3380685 1 40 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
6S 3472417 3472456 1 40 gi 


al 


ne 
3473952 3473991 1 
16S ribosomal RNA, 


40 gi 
complete sequence 
ne 
3489181 3489256 1 


76 gi 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 219846894 


3042319 30437 


219846880 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 


219846869 


219846867 


219846847 


219846789 


219846774 


219846745 


219846744 
3264433 32658 


219846730 
16S ribosomal RNA, partial sequence 3285670 32871 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Bacteria_1 219846662 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Bacteria_16S 219846593 


219846583 
6S ribosomal RNA, partial sequence 3488653 34901 


eltaproteobacteria; Desulfuromonadales; 


38886 


Bacteria_16S 


3550078 3550117 1 


40 gi 


v 


bacterineae; Gordoniacea 
ref|NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026472.1 

3062186 306360 


obacterales; Rho 


Desulfov 


equence 
ia; Rhod 


ref 
loce 


NR_026466.1 
lla palustri 
e; Methylocella 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 


nckiacea . 
ce 30784 
lales; D 


uence 
ia; Desu 


ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


e 31115 
terales; 


1 sequen 
eria; Rh 


ref|NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026336.1 


32191 
Thermod 


sequenc 
Rhizob 


, 


ostridium. 
ref |NR_026322.1 
ostridium. 


ref 


NR_026297.1 
bacterineae; Gordoniacea 
ref |NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026186.1 


33801 


es; Cory 


bacterineae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; De 


34734 
bacterin 


Desulfur : s 


219846543 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Desulfovibrio zosterae 

zosterae Bacteria; 

ulfovibrio. 
Sulfitobacter 

0 Sulfitobacter 

dobacteraceae; 


Methylocella palustris 
s Bacteria; 


Desulfurella 

urella multipotens 
Desulfurella. 
Desulfurella 

4 Desulfurella 

ulfurellaceae; 


Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Magnetospirillum 

3 Magnetospirillum 

Rhodospirillaceae; 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 

Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 


ref |NR_026135.1 


354957 


Clostridium 
2 3551038 Clostridium 


paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


38886 


strain NCIB 8621, 
Bacteria; 


Bacteria_16S 


Acetobacter subgen. 


38886 


acetivorans strai 
Bacteria; 


38886 


Bacteria_16S 


Bacteria_16S 


3569799 3569838 1 


Acetobacter. 
3588060 3588099 1 


3591156 3591195 1 


40 gi 


40 gi 


n A63 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurellales; 


40 gi 


219846529 


DSM 3508 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


219846517 


219846515 


ref|NR_026109.1 


Acetobacter aceti 


3569313 3570792 Acetobacter aceti 
Acetobacteraceae; 


Acetobacter; 


Desulfurella 


3587507 3589069 Desulfurella acetivorans 
Desulfurellaceae; 


Desulfurella. 
Acetobacter 


3590670 3592148 Acetobacter 


pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 


Acetobacter. 
38886 


Bacteria_ 


pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
16S 3594215 3594254 1 40 gi|219846512|ref|NR_026104.1] Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


cellobioparum Bacteria; 


38886 Bacteria_16S 3685347 3685386 1 40 gi|219846447 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; 


38886 


Bacteria; 
38886 


Bacteria; 
38886 


Clostridia; 


Bacteria_ 
hominis strain 6573 16S ribosomal RNA, partial sequence 


Bacteria_ 
flavefaciens strain C94 16S ribosomal RNA, partial sequen 
Firmicutes; 
Bacteria_ 
strain 7 16S ribo 


16S 3828194 3828273 1 80 


gi 


16S 3831226 3831265 1 40 gi 


Clostridia; Clostridiales; 


16S 3834114 3834153 1 40 


gi 


Ruminococcaceae; Ruminococcus. 


219846344 
38276 
Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 
219846341 
ce 38307 
Ruminococcaceae; 
219846339 
somal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
Clostridiales; 


ref|NR_026038.1| Desulfitobacterium 
3684807 3686313 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref |NR_025934.1| Cardiobacterium 
53 3829122 Cardiobacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref |NR_025931.1| Ruminococcus 
35 3832122 Ruminococcus flavefaciens 
Ruminococcus. 
ref|NR_025929.1| Ruminococcus albus 
Bacteria; Firmicutes; 


38886 


metallireducens s 
metallireducens B 
Geobacter. 


38886 


strain F9251 16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


3885979 3886018 1 


3893694 3893733 1 


ribosomal RNA, partial sequence 


Proteobacteria; 


40 gi 


40 gi 


38 


219846305 


train GS-15 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


219846299 
93217 38946 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


38886 


oligotrophica str 
oligotrophica Bac 


38886 


strain JC2056 16S 


38886 


ganghwensis strai 
ganghwensis Bacte 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3912017 3912056 1 


4049565 4049604 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


4050997 4051036 1 


40 gi 


40 gi 


40 gi 


n JC2055 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


219846286 


ain S58 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


219846187 


4049074 40504 


219846186 


Actinomyc 


Desulfuromonadales 


Rhiz 


NR_025895.1 
3885428 388697 


ref|NR_025889.1 
Bartonella. 
ref|NR_025876.1 

3911550 391285 
obiales; 
ref|NR_025777.1 
53 Nocardioides 
ineae; Nocardioi 
ref|NR_025776.1 

4050504 405187 
etales; Propioni 


Geobacter 
3 Geobacter 
; Geobacteraceae; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Agromonas 
7 Agromonas 


Bradyrhizobiaceae; Agromonas. 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 
bacterineae; 


Nocardioidaceae; 


Nocardioides. 


38886 


strain HD9 16S ri 
Actinobacteria; Actinoba 


38886 


strain DSA1 16S r 
Actinobacteria; Actinoba 


38886 


strain W4937 16S 
Actinobacteria; Actinoba 


38886 


delicatus strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


delicatus Bacteria; 


Sulfitobacter. 


38886 


strain KMM 3554 1 


Bacteria_16S 


bosomal 


ibosoma 


ribosomal RNA, 


KMM 358 


4109810 4109849 1 


4111376 41114151 


4115828 4115867 1 


4166636 4166675 1 


RNA, partial sequence 
cteridae; Actinomycetales; 


1 RNA, partial sequence 
cteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


40 gi 


40 gi 


41 


40 gi 


40 gi 


219846145 


4109294 41108 
Propionibacter 


219846144 
10861 41123 


Propionibacter 


219846140 


4115405 41168 
Corynebacterin 


219846102 


4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobac 


4168118 4168157 1 


40 gi 


219846101 


6S ribosomal RNA, partial sequence 4167649 41690 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


38886 


strain 34633 16S 


Bacteria_16S 


4222871 42229101 


ribosomal RNA, partial sequence 


40 gi 


219846056 


4222451 42238 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


38886 


strain SE-32A-C8 
Proteobacteria; 


38886 


alaskensis strain 
Bacteria; 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3603 3633 7 


50441 50475 7 


All 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


79043 79073 7 


37 gi 


16S ribosomal RNA, partial sequence 3080 
Gammaproteobacteria; Legionellales; Legionellacea 


41 gi 


complete sequence 


37 gi 


265679061 
4533 


265679030 
49907 


265679011 


ref|NR_025735.1 
ineae; Nocardioi 
ref|NR_025734.1 


ineae; Nocardioi 
ref|NR_025730.1 


Nocardiacea 
NR_025692.1 
166170 416759 
terales; Rhodoba 


eae; 
ref 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025646.1 


Afipia. 
NR_029369.1 


ae; 
ref 


e; Legionella. 
ref |NR_029338.1 

51436 Desulf 
; Desulfovibrion 


anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Legionella erythra 


Legionella erythra Bacteria; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Pseudomonas 


ref|NR_029319.1 
78587 79994 


Pseudomonas 


38886  Bacteria_16S 213570 213600 7 37 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

38886 Bacteria_16S 215087 215121 7 41 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

38886 Bacteria_16S 304588 304622 8 42 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

38886 Bacteria_16S 384883 384913 7 37 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

38886 Bacteria_16S 418804 418834 7 37 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

38886 Bacteria_16S 445087 445117 7 37 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

38886 Bacteria_16S 457439 457469 7 37 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

38886 Bacteria_16S 458891 458921 7 37 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

38886 Bacteria_16S 470988 471018 7 37 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

38886 Bacteria_16S 492557 492587 7 37 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

38886 Bacteria_16S 536824 536858 7 41 gi|265678694|ref|NR_028999.1| Caminibacter profundus 


strain CR 16S rib 


Proteobacteria; E 
38886 
strain P 513/19 1 
Proteobacteria; 
38886 
strain P 527/13 1 
Proteobacteria; 
38886 
strain P 538/23 1 
Proteobacteria; 
38886 
oleivorans strain 
Bacteria; Proteob 
38886 
nivimaris strain 
Bacteria; Proteob 
38886 
strain 520-20 16S 
Proteobacteria; 
38886 
proteolyticus str 
proteolyticus Bac 
Psychrobacter. 
38886 
N7 16S ribosomal 
Gammaproteobacter 
38886 
frederiksbergensi 


frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Pseudomonas. 

38886 Bacteria_16S 735361 735403 1 43 gi| 265678558 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; 
38886 Bacteria_16S 763365 763395 7 37 gi| 265678537 
strain SW-45 16S ribosomal RNA, partial sequence 762839 76433 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
38886 Bacteria_16S 784956 784986 7 37 gi| 265678522 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
555181 555211 7 37 gi 


ammaproteobacteria; Pseudomonadales; P 
556723 556753 7 37 gi 


ammaproteobacteria; Pseudomonadales; P 
558267 558297 7 37 gi 


ammaproteobacteria; Pseudomonadales; P 
577913 577943 7 37 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
612674 612747 7 80 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
640068 640098 7 37 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
655156 655229 7 80 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 
659664 659694 7 


37 gi 


s strain JAJ28 16S ribosomal RNA, part 


536318 53780 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


639529 64105 


RNA, partial sequence 659171 660617 Morax 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 
671837 671867 7 37 gi| 265678601 


tiliaceae; 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678667 
ence 57740 
irillales; 
265678643 
ence 61213 
nadales; M 
265678624 


seudomonad 
265678613 
uence 
eria; Pseu 


265678609 


ial sequen 


2 Caminibacter 
Caminibacter. 


mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 


profundus Bacteria; 


ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028986.1| Pseudomonas poae 
2 Pseudomonas poae Bacteria; 
aceae; Pseudomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 
ref|NR_028972.1| Thalassolituus 
5 578770 Thalassolituus oleivorans 
Thalassolituus. 
ref|NR_028948.1] Psychrobacter 
0 613627 Psychrobacter nivimaris 
oraxellaceae; Psychrobacter. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028918.1] Psychrobacter 

654656 656081 Psychrobacter 
domonadales; Moraxellaceae; 
ref|NR_028914.1| Moraxella canis strain 
ella canis Bacteria; Proteobacteria; 
ref|NR_028906.1] Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_028862.1| Allisonella 

734793 736329 Allisonella 
Veillonellaceae; Allisonella. 
ref|NR_028841.1| Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 
ref|NR_028826.1| Pseudomonas 

784432 785869 Pseudomonas 


mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


38886 Bacteria_16S 797162 797204 1 43 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

38886 Bacteria_16S 848993 849067 7 80 gi|265678480|ref|NR_028783.1| Klebsiella 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 


singaporensis Bacteria; 


Klebsiella. 
38886 
koreensis strain 
Bacteria; 
38886 
strain Greoux 11 
Bacteria; 
38886 
strain CIP 104663 
Proteobacteria; 
38886 


Proteobacteria; 
38886 


38886 
strain Ne 11 16S 
Proteobacteria; 

38886 


38886 


Bacteria; 
38886 
strain TO-931 16S 
Firmicutes; 
38886 
strain JT7304 16S 
Proteobacteria; 
38886 
DSM 4359 16S ribo 
Thermotogae; 
38886 
hydrothermalis st 


hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
Halomonas. 

38886 Bacteria_16S 1212723 1212753 7 37 gi| 224581437 |ref|NR_027219.1 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 12136 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
38886 Bacteria_16S 1214216 1214246 7 37 gi|224581436|ref|NR_027218.1 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 12151 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
38886 Bacteria_16S 1215696 1215726 7 37 gi|224581404|ref|NR_027185.1 
strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 12166 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
38886 Bacteria_16S 1229289 1229362 7 80 gi|219878280|ref|NR_025419.1 


strain R-4069 16S 


Bacteria_16S 


Gammaproteobacteria; 
Bacteria_16S 
strain 4A 16S ribosomal RNA, partial 


Bacteria_16S 
199/55 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
Bacteria_16S 


Bacteria_16S 
primoryensis strain KMM 3633 16S ribosomal RNA, partial 
primoryensis Bacteria; 
Bacteria_16S 

psychrophila strain E-3 16S ribosomal RNA, partial sequence 10881 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 

Bacteria_16S 


Clostridia; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Proteobacteria; 


898989 899031 1 43 gi 
Bacillales; Paenibacillaceae; 


903596 903626 7 37 gi 


960866 960896 
16S ribosomal RNA, 


7 37 gi 
complete sequence 
Pseudomonadales; 


Pseudomonadales; Moraxellaceae; 
1015903 1015933 7 37 
ribosomal RNA, partial sequence 


gi 


1064785 1064815 7 37 gi 
Proteobacteria; 


1088650 1088680 7 37 gi 


1100615 1100661 8 54 
ribosomal RNA, partial sequence 
Clostridiales; Clostridiaceae; 
1152166 1152236 7 77 gi 
ribosomal RNA, partial sequence 


gi 


1202163 1202197 8 42 


gi 
Thermotogaceae; 
1211246 1211276 7 

rain Slthf2 16S 


Thermotoga. 
37 gi 
ribosomal RNA, partial 


ribosomal RNA, partial sequence 


Gammaproteobacteria; 


265678445 
Y¥C300 16S ribosomal RNA, partial sequence 
Firmicutes; 
Bacteria_16S 

D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionel 
Bacteria_16S 


lales; 
265678404 


Pseudomonadaceae; 


1013897 1015342 Moraxella 
Moraxella. 

265678367 
1015393 10168 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
265678334 


Gammaproteobacteria; 


265678309 
1100149 11015 


224581438 


1228770 12302 


Enterobacteriales; 
ref |NR_028747.1 
89842 
ref |NR_028744.1 
90307 
Legionellaceae; 
ref |NR_028706.1 
96032 


ref|NR_028669.1 
Moraxella. 
ref |NR_028636.1 
sequence 1064282 106570 


ref|NR_028619.1 


Pseudomonadaceae 


ref|NR_028611.1 


ref|NR_028003.1 
67 Psychromonas 


ref|NR_027530.1 


ref |NR_027220.1 


sequence 1210750 121215 


ovis Bacteria; 


Proteobacteria; 


38886 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


38886 


strain LMG 2210 1 
Proteobacteria; 


38886 


maritimus strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


icus Bacteria; 


Gammaproteobacteria; Pseudomonadales; P 


1292437 1292467 7 


icus strain VT8 16S ribosomal RNA, par 
Proteobacteria; 


1415074 1415104 7 


1422752 1422825 7 


37 gi 


37 gi 


80 gi 


224581448 
6S ribosomal RNA, partial sequence 1414552 14160 
Gammaproteobacteria; Pseudomonadales; P 


Cellvibri 
NR_027551.1 

129190 
Alteromonada 


ref 
ref|NR_027230.1 


Pseudomon 
ref|NR_027225.1 


Enterobacteriaceae; 


Paenibacillus 


7 899962 Paenibacillus koreensis 
Paenibacillus. 
265678442 


Legionella gresilensis 


2 904507 Legionella gresilensis 
Legionella. 


Pseudomonas veronii 


3 961843 Pseudomonas veronii Bacteria; 
Pseudomonas. 


967077 967107 7 37 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
sequence 966531 967930 Halomonas campisalis Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
1014407 1014437 7 37 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 


Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Marinomonas 
0 Marinomonas 


Oceanospirillales; Marinomonas. 
265678317 


Pseudomonas 


Pseudomonas. 
Clostridium hiranonis 


07 1089634 Pseudomonas psychrophila 
7 


41 Clostridium hiranonis Bacteria; 
Clostridium. 
253680755 
1151622 11530 
Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
228715358 
somal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
Thermotogales; 


Psychromonas kaikoae 


kaikoae Bacteria; 
Psychromonas. 


Thermotoga neapolitana 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 
seudomonadaceae; 
228716433 
tial sequence 
Gammaproteobacteria; 


O°. 

Marinobacter 

4 1293412 Marinobacter 
les; Alteromonadaceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 
seudomonadaceae; 
224581443 


as. 
Psychrobacter 


Bacteria; Proteob 


acteria; Gammaproteobacteria; Pseudomon 


Pi2-20 16S ribosomal RNA, partial sequence 14222 


15 1423690 Psychrobacter maritimus 


adales; Moraxellaceae; Psychrobacter. 


38886 


Bacteria_16S 


1432050 1432076 1 


27 gi 


224581434 


ref |NR_027216.1 


Leptospirillum 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


38886 Bacteria_16S 
profundus strain 
Bacteria; 
38886 Bacteria_16S 
bryozoorum strain 
Bacteria; 


38886 Bacteria_16S 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partia 
pacificensis Bacteria; 


Psychrobacter. 
38886 Bacteria_16S 
strain SP1402 16S 
Proteobacteria; 


38886 Bacteria_16S 


proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 
proteolytica Bacteria; 


Pseudomonas. 
38886 Bacteria_16S 
strain CMS 38 16S 
Proteobacteria; 
38886 Bacteria_16S 
strain CMS 35 16S 
Proteobacteria; 
38886  Bacteria_16S 
strain CFBP 2341 


1436668 1436702 8 


506 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


1462398 1462428 7 


50-11 16S ribosomal RNA, partial sequence 14618 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


1470009 1470082 7 
Proteobacteria; 


1578637 1578667 7 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


1641050 1641080 7 
Proteobacteria; 


1642612 1642642 7 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


1644173 1644203 7 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


1694492 1694522 7 


16S ribosomal RNA, partial sequence 1693968 16954 


Deinococci; 


Gammaproteobacteria; 


42 gi|224581430 
Thermales; 
37 


Thermaceae; 
gi|224581411 


80 gi|224581406 


37 gi| 219846381 


1578118 15795 
37 


gi|219878449 


37 gi|219878448 


1642082 16435 
37 gi|219878447 
1643643 16451 
37 


gi| 219878411 


14361 


1 sequence 


Gammaproteobacteria; Pseudomonadales; 


Pseudomonadales; 


ref |NR_027212.1 


Oceanithermus. 


ref|NR_027192.1 


ref|NR_027187.1 
1469465 14709 


ref 


NR_025972.1 


ref|NR_025588.1 
1640520 164203 


ref|NR_025587.1 
ref 


NR_025586.1 


ref|NR_025550.1 


9 
Moraxellaceae; 


Oceanithermus 


36 1437633 Oceanithermus profundus 


Marinobacter 


62 1463368 Marinobacter bryozoorum 
Alteromonadaceae; 


Marinobacter. 
Psychrobacter 
0 Psychrobacter 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 
Pseudomonas. 


Pseudomonas 
1 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
Pseudomonas. 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
Pseudomonas. 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

38886 Bacteria_16S 1696036 1696066 7 37 gi|219878410|ref|NR_025549.1| Pseudomonas tremae 
strain TOl 16S ribosomal RNA, partial sequence 1695512 1697005 Pseudomonas tremae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

38886 Bacteria_16S 1737189 1737219 7 37 gi| 219878383 |ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

38886 Bacteria_16S 1757117 1757187 7 77 gi|219878367|ref|NR_025506.1| Psychromonas profunda 


strain 2825 16S ribosomal R 
Gammaproteo 


Proteobacteria; 
38886 Bacteria_16S 
strain : LMG 2096 
Proteobacteria; 


38886 Bacteria_16S 


neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


neutrophila Bacteria; 
Halorhodospira. 
38886 Bacteria_16S 
marincola strain 


38886 
submarinus strain 


Bacteria_16S 


38886 Bacteria_16S 
strain DSM 169 16 
Proteobacteria; 


38886 Bacteria_16S 


microaerophila strain AL 
microaerophila Bacteria; 


Thioalkalispira. 
38886 Bacteria_16S 
strain Ps 9-14 16 
Proteobacteria; 


38886 Bacteria_16S 


umsongensis strain Ps 3- 


umsongensis Bacteria; 
Pseudomonas. 
38886 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; 
38886 Bacteria_16S 
strain YKJ-103 16 
Proteobacteria; 
38886 Bacteria_16S 
strain K9951 16S 
Proteobacteria; 

38886 


Bacteria_16S 


extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 


9 16S ribo 
Gammaproteo 


S ribos 


riboso 


S ribos 


1784113 1784143 7 


1787157 1787227 7 
Proteobacteria; 


1825421 1825494 7 


KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; 


1826899 1826972 7 


KMM 225 16S ribosomal RNA, partial sequence 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; 


2029287 20293217 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


2127067 2127097 7 
Proteobacteria; 


2143586 2143616 7 


2145091 2145121 7 
Proteobacteria; 


2146596 2146626 7 


2175434 2175507 7 


2187559 2187589 7 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; 


2219322 22193527 


NA, partial sequence 
bacteria; Alteromonadales; 


somal RNA, partial sequence 
bacteria; Oceanospirillales; 


EN 1 16S ribosomal RNA, partial 


omal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; 
10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


mal RNA, partial sequence 
Gammaproteobacteria; 


37 gi| 219857637 

2146078 21475 
Pseudomonadales; Pseudomonad 
80 gi|219857616 


omal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


1756574 17580 


37 219878347 


17835 


gi 


77 gi|219878344 


Chroma 


80 gi| 219878319 
Pseudomo 


80 219878318 


gi 


41 gi| 219878176 


2028754 20301 
37 219857650 
sequence 
Gammaproteobacteria; Chr 


gi 


37 gi| 219857639 
2143068 21445 
Pseudomonad 


37 219857638 


gi 


2174910 21764 


37 gi|219857607 


2187032 21885 


37 


Psychromonadaceae; 


Pseudomonadales; 


Pseudomonadales; 


Moraxellaceae; 


69 Psychromonas 


ref|NR_025486.1 
Halomonas 
ref |NR_025483.1 

1786631 178798 
tiales; Ectothio 


ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
Moraxe 
ref|NR_025315.1 
Chromatium. 
ref|NR_025239.1 

2126557 212798 
omatiales; Ectot 


ref|NR_025228.1 
aceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
Pseud 
ref|NR_025226.1 
aceae; Pseudomon 
ref|NR_025205.1 
03 Psychrobacter 
Psychrobacte 
ref|NR_025196.1 


Legionella. 


gi|219857586 


profunda Bacteria; 
Psychromonas. 


Halomonas muralis 


87 1785079 Halomonas muralis Bacteria; 
Halomonadaceae; 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 
llaceae; Psychrobacter. 
Chromatium okenii 


44 Chromatium okenii Bacteria; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 

Psychrobacter jeotgali 
jeotgali Bacteria; 

12 
Legionella busanensis 


07 Legionella busanensis Bacteria; 


ref|NR_025174.1 
221879 


Pseudomonas 
2 2220307 Pseudomonas 


extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
38886 
costantinii strai 
costantinii Bacte 
Pseudomonas. 
38886 
strain CFML 97-39 
Proteobacteria; G 
38886 
strain CFML 97-51 
Bacteria; Proteob 
38886 
strain 2074-AUS-E 
Proteobacteria; G 
38886 
thivervalensis st 
thivervalensis Ba 
Pseudomonas. 
38886 
brassicacearum st 
brassicacearum Ba 
Pseudomonas. 
38886 
strain ATCC 4973 
Proteobacteria; 
38886 
strain CIP 105469 
Bacteria; Proteob 
38886 Bact 
strain CIP 105470 
Proteobacteria; G 
38886 Bact 
strain CIP 105259 
Proteobacteria; G 
38886 Bact 
strain CIP 105274 
Proteobacteria; G 
38886 
strain CFML 96-19 
Proteobacteria; G 
38886 
strain CIP 104664 
Bacteria; Proteob 
38886 
strain CIP 104883 
Bacteria; Proteob 
38886 
strain CFML 96-17 
Bacteria; Proteob 
38886 
mediterranea stra 
mediterranea MMB- 
38886 
strain CIP 105273 
Proteobacteria; G 
38886 
strain CIP 105460 
Bacteria; Proteob 
38886 
strain Se-1 16S r 


G 


Deinococcus-Thermus; 
Bacteria_16S 


38886 
desulfurans strai 
desulfurans Bacte 
38886 
strain DSM 5069 1 
Bacteria; Thermot 


Bacteria_16S 
n CFBP 5705 16S ribosomal RNA, partial 
ria; 
Bacteria_16S 

ammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
cteria; 
Bacteria_16S 
cteria; 
Bacteria_16S 
16S ribosomal RNA, partial sequence 2528225 25296 


seudomonad 
Bacteria_16S 


eria_16 


eria_16 


eria_16 


Bacteria_16S 


Bacteria_16S 


2234478 2234508 7 37 gi 


Proteobacteria; Gammaproteobacter 
2321278 2321308 7 37 gi 
1 16S ribosomal RNA, partial sequence 


2322830 2322860 7 37 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2501448 2501478 7 37 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2521203 25212337 37 gi 
rain SBK26 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobac 


2522683 25227137 37 gi 
rain DBK11 16S ribosomal RNA, partial 

Proteobacteria; Gammaproteobac 
2528755 2528785 7 37 gi 
ammaproteobacteria; Pseudomonadales; P 
2555509 2555539 7 37 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
Ss 2557075-2557105-7 37 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
s 2561701 25617317 37 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
s 2570834 2570864 7 37 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2579955 2579985 7 37 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581521 2581551 7 37 gi 


ia 


se 


na 


io 


te 


teria; 


na 


219857576 
sequence 
Pseudo: 


’ 


219857515 
23207 
udomonad 
219857514 
23223 
dales; P 
219857381 
25009 
nellacea 
219857363 
sequence 
ria; Pse 


219857362 
sequence 
Pse 


219857358 


219857340 
25549 
dales; 
219857339 
25565 
se 
219857336 
25611 
se 
219857287 
25702 
se 
219857281 
25794 
se 
219857280 


mona 


P 


udomonad 


udomonad 


udomonad 


udomonad 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


ref 
2233956 22354 
dales; Pseu 


NR_025164.1 
4 
d 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 

Legionella waltersii 
ella waltersii Bacteria; 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ref 
2522145 25236 
udomonadales; P 


NR_024950.1 
1 
s 


ref|NR_024946.1| Pseudomonas fragi 

82 Pseudomonas fragi Bacteria; 

aceae; Pseudomonas. 

ref|NR_024928.1| Pseudomonas gessardii 
74 2556489 Pseudomonas gessardii 
seudomonadaceae; Pseudomonas. 
ref|NR_024927.1| Pseudomonas migulae 

40 2558055 Pseudomonas migulae Bacteria; 
aceae; Pseudomonas. 

ref|NR_024924.1| Pseudomonas mosselii 
68 2562680 Pseudomonas mosselii Bacteria; 
aceae; Pseudomonas. 

ref|NR_024918.1| Pseudomonas jessenii 
99 2571813 Pseudomonas jessenii Bacteria; 
aceae; Pseudomonas. 

ref|NR_024912.1| Pseudomonas cedrina 

20 2580935 Pseudomonas cedrina Bacteria; 
aceae; Pseudomonas. 

ref|NR_024911.1| Pseudomonas rhodesiae 
monas rhodesiae 


eudo: 


16S ribosomal RNA, 


complete sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; Gammaproteobacteria; Pseudomo 
2583091 25831217 37 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584660 2584690 7 37 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2586240 25862707 37 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2595498 2595528 7 37 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597064 2597094 7 37 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2629426 2629460 8 42 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
2703226 2703260 8 42 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2790301 2790335 8 42 gi 


ogae; Thermotogales; Thermotogaceae; T 


38886 


Bacteria_16S 


2815782 2815812 7 37 gi 


nadal 


nadal 


nadal 


enc 
act 


qu 
ob 


seudo: 
dal 


na 


Ther 


uence 


hermo 


2580986 2582507 Ps 


219857279 


219857278 


219857277 


219857271 


219857270 


219857239 
2628913 26303 
219857186 
Thermales; 
219857123 
6S ribosomal RNA, partial sequence 2789778 27912 


219856913 


es; P 


25825 
es; P 


25841 
es; P 


e 
eria; 


25949 
monad 


25965 


es; P 


mus. 


toga. 


alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


seud 
ref 


Oce 
ref 


ref 


ref 


The 


ref 


ref 


omonadaceae 


omonadaceae 
omonadaceae 
2585691 25872 
anospirilla 
Pseudomo 


e; 


omonadaceae 


NR_024910.1 
58 2584074 Pseud 
seud 
ref|NR_024909.1 
25 2585640 Pseud 
seud 


ref|NR_024908.1 


NR_024902.1 
61 2596478 Pseud 
acea 
ref|NR_024901.1 
29 2598044 Pseud 


seud 


’ 


fo} 


, 


fo} 


’ 


2 
ak 


O: 
n 


fo} 


, 


2702689 27040 
rmaceae; Oc 


NR_024867.1 
81 Thermus scotoductus Bacteria; 


NR_024814.1 
NR_024751.1 
48 Thermotoga thermarum DSM 5069 


NR_024734.1 


7 
e 


Pseudomonas. 
Pseudomonas monteilii 


monas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


monas orientalis 


Pseudomonas. 
Marinomonas 

4 Marinomonas 

es; Marinomonas. 

Pseudomonas mandelii 


monas mandelii Bacteria; 


as. 
Pseudomonas libanensis 


monas libanensis 


Pseudomonas. 
Thermus scotoductus 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Thermotoga thermarum 


Pseudomonas 


2815260 2816748 Pseudomonas 


38886 Bacteria_16S 2853957 2853987 7 37 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
strain ATCC 13522 16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

38886 Bacteria_16S 2858640 2858670 7 37 gi|219856885|ref|NR_024704.1| Pseudomonas lundensis 
strain ATCC 49968 16S ribosomal RNA, partial sequence 2858110 2859620 Pseudomonas lundensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

38886 Bacteria_16S 2918525 2918595 7 af gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

38886 Bacteria_16S 2920053 2920083 7 37 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

38886 Bacteria_16S 2930527 2930557 7 37 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

38886 Bacteria_16S 2933546 29335767 37 gi|219856834|ref|NR_024653.1| Marinobacterium 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

38886 Bacteria_16S 2971383 2971413 7 37 gi|219846942|ref|NR_026534.1| Pseudomonas 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

38886 Bacteria_16S 2972898 2972928 7 37 gi|219846941|ref|NR_026533.1| Pseudomonas 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

38886 Bacteria_16S 2974460 2974490 7 37 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

38886 Bacteria_16S 2992743 2992773 7 37 gi|219846928|ref|NR_026520.1| Legionella brunensis 
strain 441-1 16S ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

38886 Bacteria_16S 3177173 3177203 7 37 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

38886 Bacteria_16S 3319673 3319703 7 37 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

38886 Bacteria_16S 3353115 33531457 37 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

38886 Bacteria_16S 3386745 3386779 7 41 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

38886 Bacteria_16S 3501153 35011911 39 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886 Bacteria_16S 3575918 3575948 7 37 gi|219846525|ref|NR_026117.1| Legionella feeleii 
strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

38886 Bacteria_16S 3767481 3767535 7 61 gi|219846386|ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

38886 Bacteria_16S 3809719 3809749 7 37 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

38886 Bacteria_16S 3837100 3837130 7 37 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

38886 Bacteria_16S 3876672 3876706 8 42 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

38886 Bacteria_16S 4019158 4019188 7 37 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

38886 Bacteria_16S 4020704 40207347 37 gi|219846209|ref|NR_025799.1| Marinobacter 


flavimaris strain SW-145 16S ribosomal RNA, partial sequence 


4020178 4021672 Marinobacter 


flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 


38886 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


38886 


strain SRL4225 16 


38886 


strain KMM 3809 1 


38886 


lipolyticus strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


lipolyticus Bacte 
Marinobacter. 
38886 Bacteria_16S 


ehimensis strain 


ehimensis Bacteria; 


38886 


brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 
brennaborense Bacteria; 


38886 


seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


38886 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


38886 


strain KB740 16S 


38886 


aurantiaca strain 
Bacteria; 


38886 


whittenburyi stra 


Methylococcaceae; 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


ria; 


Firmicutes; 


teria; 
erium. 


4022247 40223207 
Proteobacteria; 


4064584 4064618 7 


4169678 4169708 7 


4191138 4191168 7 
Proteobacteria; 


4198580 4198622 1 


35334 35363 1 


Spirochaetes; 


64136 64209 7 


89563 89596 8 


156830 156903 7 


191902 191935 7 


193412 193445 7 


266723 266796 7 


Bacillales; 


80 


41 


S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


37 


37 


43 


30 


Spirochaetales; 


80 


41 


80 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


40 


40 


80 


strain OXB 16S ribosomal RNA, partial sequence 


Proteobacteria; 


gi 


in JG-100 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


gi 


6S ribosomal RNA, partial sequence 4169129 41706 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


gi 


n SM-19 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


KCTC 3748 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


gi 


gi 


gi 


ain JSP 16S ribosomal RNA, partial sequence 


Thermodesulfobacteria; Thermodesulfobacte 


gi 


gi 


JB103 16S ribosomal RNA, partial sequence 19135 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 


gi 


in 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 
Methylobacter. 


gi 


266185 26767 


4064043 40655 


Spirochaeta 


156293 15781 


Betaproteobacteria; Burkholderiales; Ox 


219846208 


219846176 


219846100 


219846081 


Altero: 


219846076 


Pae 


265679040 


265679021 


Ox 
265679003 


265678958 


265678935 


265678934 


265678882 


alobactera 


Pseudomonadales; 


ref|NR_025798.1 
4021723 402321 


ref|NR_025766.1 
18 Desulfovibrio 
Des 
ref |NR_025690.1 
64 Marinobacter 
Marinobac 
NR_025671.1 
190616 419208 


ref 


rs 


; Azoarcus. 
ref|NR_029243.1 
7 192822 Methyl 
ethylococcaceae; 
ref|NR_029242.1 
1 sequence 


ref|NR_029188.1 


Psychrobacter 
6 Psychrobacter 


Moraxellaceae; 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 
Marinobacter excellens 


excellens Bacteria; 


ter. 
Marinobacter 
8 Marinobacter 


monadales; Alteromonadaceae; 
ref|NR_025666.1| Paenibacillus 

4198059 4199510 Paenibacillus 
nibacillus. 
ref|NR_029348.1] Treponema 

34837 36333 Treponema 
ceae; Treponema. 
ref|NR_029329.1| Herbaspirillum 

65117 Herbaspirillum seropedicae 
alobacteraceae; Herbaspirillum. 
ref|NR_029311.1| Thermodesulfobacterium 

89036 90489 Thermodesulfobacterium 
riales; Thermodesulfobacteriaceae; 
ref|NR_029266.1| Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Methylomonas 
omonas aurantiaca 
Methylomonas. 
Methylobacter 
192873 194334 
Methylococcales; 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 
ceae; Oxalobacter. 


38886 


Bacteria_16S 


275796 275829 7 


40 


strain Hbl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
38886 
strain R85-13-6 
Proteobacteria; 


gi 


275297 27676 


Bacteria_16S 


Epsilonproteobacteria; Campylobacterale 
295570 295603 7 40 gi 


Epsilonproteobacteria; Campylobacterale 


16S ribosomal RNA, partial sequence 295056 29653 


265678876 


s; Helicob 
265678863 


s; Helicob 


ref |NR_029182.1 


Helicobacter bilis 


1 Helicobacter bilis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029169.1| Helicobacter mustelae 
6 Helicobacter mustelae Bacteria; 


38886 


Bacteria_16S 


374114 374155 1 


42 


gi 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


38886 
ammonificans stra 
ammonificans Bact 
38886 


Bacteria_16S 


Kitasatospora. 


407982 408011 11 40 gi 


435856 435897 1 42 


gi 


putterlickiae strain F18-98 16S ribosomal RNA, partial 


putterlickiae Bac 


38886 


Bacteria_16S 
luminescens subsp. 


Kitasatospora. 


516956 517029 7 80 


gi 


in HB-1 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Desulfurobacteriac 
Bacteria_16S 


teria; Actinobacteria; Actinobacteridae; Actinom 
Streptomycetaceae; 


thracensis strain 39-8 16S ribosomal 


265678805 
sequence 
Actinomyc 


265678783 


265678764 
sequence 


265678707 
RNA, comp 


acteraceae; Helicobacter. 

ref|NR_029110.1| Kitasatospora 
373661 375050 Kitasatospora 

etales; Streptomycineae; 

ref |NR_029088.1| Thermovibrio 
407444 408915 Thermovibrio 


eae; Thermovibrio. 

ref|NR_029069.1| Kitasatospora 
435340 436871 Kitasatospora 

ycetales; Streptomycineae; 


Photorhabdus 
516416 517931 


ref 
lete 


NR_029012.1 
sequence 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 
38886 
luminescens subsp 


luminescens subsp. 
Enterobacteriaceae; 
Bacteria_16S 


38886 
aerosaccus strain 
Bacteria; Proteo 
38886 


Bacteria_16S 


Bacteria_16S 


Photorhabdus. 
80 


; Enterobacteriaceae; 


518522 518595 7 gi 


Photorhabdus. 

527710 527783 7 80 gi 
G 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Pseudomo 


» kayaii strain 1121 16S ribosomal RNA, complete 
kayaii Bacteria; Proteobacteria; Gammaproteoba 


265678706 


265678700 
52719 
nadales; M 


576403 576476 7 80 gi 


ref|NR_029011.1] Photorhabdus 
sequence 517982 519496 Photorhabdus 
cteria; Enterobacteriales; 


ref|NR_029005.1] Enhydrobacter 
2 528675 Enhydrobacter aerosaccus 
oraxellaceae; Enhydrobacter. 


265678668 


ref |NR_028973.1| Acidovorax 


valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


38886 


38886 


Proteobacteria; 
38886 
pinnipedialis str 
pinnipedialis Bac 
38886 
brasiliensis stra 
brasiliensis DSM 
Planctomyces. 

38886 
strain ThSch 12 1 
Proteobacteria; 
38886 
strain XINach 16S 
Proteobacteria; 
38886 
lusitanum strain 
Bacteria; Proteob 
38886 
strain Uedal07 16 
Proteobacteria; 
38886 
strain J72 16S ri 


38886 
jannaschii strain 
Bacteria; Proteob 
38886 
strain CFBP 5236 
Proteobacteria; 
38886 
scopiformis strai 
Bacteria; Actinob 
Streptomyces. 
38886 
hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


G 


Bacteria_16S 
strain ED 11/3LLK 
Aquificae; Aquificales; 
Bacteria_16S 

strain M1l 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


603484 603513 11 40 gi 

16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; Thermovi 

627887 627956 7 76 gi 


661201 661234 8 41 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
694563 694604 1 42 gi 
in DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; Plancto 


703500 703573 7 80 


gi 


721628 721701 7 80 
ribosomal RNA, partial sequence 


gi 


738493 738566 7 80 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
771020 771053 7 40 gi 
S ribosomal RNA, partial sequence 


789491 789530 1 40 
bosomal RNA, partial sequence 


gi 


812580 812613 7 40 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
844551 844624 7 80 gi 


ammaproteobacteria; Enterobacteriales; 
876130 876171 1 42 gi 
n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


883713 883788 1 76 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


627341 62884 
Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 


6S ribosomal RNA, partial sequence 702960 70436 
Gammaproteobacteria; Chromatiales; Chro 
Bacteria_16S 
721087 72261 
Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 


770475 77198 
seudomonadaceae; 


789013 79048 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


16S ribosomal RNA, partial sequence 844000 84550 


38886 


strain IMI 359870 
Proteobacteria; 


38886 


Bacteria_16S 


Bacteria_16S 


942262 942335 7 80 


946948 947021 7 80 


gi 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 


gi 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 

38886 
cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 
38886 
strain NCTC 13004 
Bacteria; Proteob 


Bacteria_16S 


Bacteria_16S 


rain 2Kl 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Betaproteobact 


968500 968541 1 42 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
; Kitasatospora. 

971622 971655 7 40 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 


38886 
subsp. 


socranskii subsp. 


38886 


L-3 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


983743 983772 1 30 


1017400 1017473 7 80 


Spirochaetes; 


gi 


socranskii strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; 


Sp 
gi 


1016889 1018335 Morax 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Mo 


38886 


Bacteria_16S 


1049656 1049685 11 40 


gi: 


lithotrophicum strain 17S 16S ribosomal RNA, partial se 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulf 


38886 


strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 10671 


Bacteria_16S 


1066238 1066271 7 40 


gi 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 


38886 


Bacteria_16S 


1097628 1097669 1 42 


gi 


265678649 
60290 
brio. 
265678633 


Enterobac 
265678608 
tial seque 
icoccus. 

265678586 
sequence 
mycetacia; 


265678580 


matiaceae; 
265678567 


Enterobac 
265678555 
ence 73794 
riales; Ox 
265678532 


265678519 


nebacterin 
265678504 
nce 81203 
ales; Ecto 
265678483 


Enterobac 
265678461 
nce 87568 
ales; Stre 


265678455 
equence 
eria; Synt 


265678417 
94171 
mamonadace 
265678414 
quence 
eria; Burk 
265678398 
equence 
ae; 


265678396 

97110 
obacterale 
265678388 
artial seq 
irochaetal 
265678366 


raxella. 
265678345 
quence 
urobacteri 
265678333 


matiaceae; 
265678311 


ref|NR_028954.1| Thermovibrio ruber 
5 604369 Thermovibrio ruber Bacteria; 
ref |NR_028938.1| Morganella morganii 


2 Morganella morganii Bacteria; 


teriaceae; Morganella. 
ref|NR_028913.1| Jeotgalicoccus 
nce 660668 662086 Jeotgalicoccus 
ref|NR_028891.1] Planctomyces 

694091 695537 Planctomyces 
Planctomycetales; Planctomycetaceae; 
ref|NR_028885.1| Lamprocystis purpurea 


5 Lamprocystis 
Lamprocystis. 


purpurea Bacteria; 


ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 

ref|NR_028859.1| Herbaspirillum 

8 739471 Herbaspirillum lusitanum 
alobacteraceae; Herbaspirillum. 

ref |NR_028836.1| Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 
Cellvibrio. 

ref|NR_028823.1| Gordonia sinesedis 
6 Gordonia sinesedis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028807.1| Thioalkalivibrio 

5 813508 Thioalkalivibrio jannaschii 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_028786.1| Samsonia erythrinae 
2 Samsonia erythrinae Bacteria; 
teriaceae; Samsonia. 

ref|NR_028764.1| Streptomyces 

6 877087 Streptomyces scopiformis 


ptomycineae; Streptomycetaceae; 
ref|NR_028757.1| Desulfacinum 
883190 884650 Desulfacinum 


rophobacterales; Syntrophobacteraceae; 


Actinomycetales; 


Strep 


ella bovis Bacte 
ref |NR_028647.1 

1049100 105058 
aceae; 
ref |NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref|NR_028613.1 


scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


ref|NR_028719.1| Comamonas terrigena 
4 943232 Comamonas terrigena Bacteria; 
ae; Comamonas. 
ref|NR_028716.1| Hydrogenophaga 
946409 947922 Hydrogenophaga 


holderiales; Comamonadaceae; 
ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 


tomycineae; 


ref |NR_028698.1| Campylobacter lanienae 
0 972566 Campylobacter lanienae 

s; Campylobacteraceae; Campylobacter. 
ref|NR_028690.1| Treponema socranskii 
uence 983192 984718 Treponema 

es; Spirochaetaceae; Treponema. 
ref|NR_028668.1| Moraxella bovis strain 


ria; Proteobacteria; 


Balnearium 
0 Balnearium 


Balnearium. 


Rheinheimera pacifica 


pacifica Bacteria; 


1097121 109859 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


38886 
macrocephala stra 
macrocephala Bact 
Streptosporangiac 
38886 
pametensis strain 
pametensis Bacter 
Helicobacter. 
38886 
shabanensis strai 
shabanensis Bacte 
Salinisphaera. 
38886 
lucentensis strai 
Bacteria; Proteob 
38886 
DSM 16795 16S rib 
Bacteria; Firmicu 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1099139 1099180 1 42 gi 
in IFO 16266 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
eae; Acrocarpospora. 

1127942 1127975 7 
BIA Se 
ia; Pro 


40 gi 
ymour 16S ribosomal RNA, partia 
teobacteria; Epsilonproteobacte 


1 
ri 


1140089 1140122 7 40 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


qu 
ia 


1150602 1150631 1 
n QMT2 
acteria; 
1176442 1176495 8 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 


30 gi 
16S ribosomal RNA, partial sequ 
Alphaproteobacteria; Rhodospi 
61 gi 


en 
ri 


Clostr 


265678310 


253680771 


253680763 


253680756 


228718376 


1175949 11773 
idiaceae; 


sequence 
Actinomy 


sequence 
a; Campy 


ence 
Salini 


v 


ce 11501 
llales; 


NR_028612.1 
1098650 110009 
cetales; Strepto 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


19.1 
289 
H 


ref |NR_0280 
1127427 11 
lobacterales 


ref |NR_0280 
1139586 11410 
sphaerales; Sal 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


ref|NR_028004.1 
78 1151571 Thalas 


Thalassospira 
sospira lucentensis 
Rhodospirillaceae; Thalassospira. 
ref|NR_027573.1| Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 
Clostridium. 


38886 Bacteria_16S 1223195 1223248 8 61 gi| 219878346 |ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

38886 Bacteria_16S 1247474 1247507 7 40 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

38886 Bacteria_16S 1251815 1251844 1 30 gi|219857241|ref|NR_024869.1| Treponema socranskii 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
socranskii subsp. paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

38886 Bacteria_16S 1253342 12533711 30 gi|219857240|ref|NR_024868.1| Treponema socranskii 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

38886 Bacteria_16S 1266972 1267045 7 80 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

38886 Bacteria_16S 1277372 1277405 7 40 gi|219846127|ref|NR_025717.1| Thalassomonas 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 1276861 1278268 Thalassomonas 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Thalassomonas. 
38886 Bacteria_16S 1338179 1338252 7 80 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 

38886 Bacteria_16S 1465456 1465529 7 80 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

38886 Bacteria_16S 1522739 1522768 1 30 gi|219857543|ref|NR_025131.1| Treponema parvum 
strain OMZ833 16S ribosomal RNA, partial sequence 1522207 1523691 Treponema parvum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

38886 Bacteria_16S 1553120 1553193 7 80 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

38886 Bacteria_16S 1556052 1556093 1 42 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

38886 Bacteria_16S 1557546 1557587 1 42 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

38886 Bacteria_16S 1564935 1564988 8 61 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

38886 Bacteria_16S 1600169 1600210 1 42 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
38886 Bacteria_16S 1645719 1645792 7 80 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

38886 Bacteria_16S 1680716 1680741 15 40 gi|219878421|ref|NR_025560.1| Vulcanithermus 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

38886 Bacteria_16S 1686728 1686761 7 40 gi|219878417|ref|NR_025556.1| Tepidiphilus 


margaritifer strain N2-214 16S ribosomal RNA, partial sequence 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 


Tepidiphilus. 


1686206 1687661 Tepidiphilus 


38886 


Proteobacteria; 
38886 


denitrificans str 


denitrificans Bac 
Sterolibacterium. 
38886 
livingstonensis s 


livingstonensis B 


Shewanella. 
38886 
cellulosilytica s 


cellulosilytica B 


Nocardiopsaceae; 
38886 
strain HK85 16S r 
Proteobacteria; 
38886 
thiooxidans strai 
thiooxidans Bacte 
38886 
denitrificans str 
denitrificans Bac 
Thiobacillus. 

38886 


Bacteria_16S 
strain OSBAC1 16S 
G 


Bacteria_16S 
train NF22 16S ribosomal RNA, partial 
Gammaproteoba 
Bacteria_16S 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


Bacteria_16S 


G 


Bacteria_16S 


1708314 1708347 7 


1835913 1835986 7 
teria; Proteobacteria; 
1846746 1846819 7 
acteria; Proteobacteria; 
1852686 1852727 1 


Thermobifida. 
1875520 1875593 7 


1878580 1878653 7 


1963771 1963844 7 


teria; Proteobacteria; 


2000618 2000691 7 


40 


ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
Bacteria_16S 
ain Chol-1S 16S ribosomal RNA, 


80 


80 


42 


80 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
Bacteria_16S 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
Bacteria_16S 
ain NCIMB 9548 16S ribosomal RNA, part 
Betaproteobacte 


80 


80 


80 


gi 


gi 


complet 
Betaproteobacte 


gi 


gi 


gi 


gi 


gi 


gi 


proteus strain 42 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
Bacteria_16S 
nitritireducens strain L2 16S ribosomal RNA, partial se 
Gammaproteoba 


38886 


nitritireducens B 
Stenotrophomonas. 
38886 
roseopersicina st 
roseopersicina Ba 
38886 
strain 58Eu 16S r 
Proteobacteria; B 
38886 
thermolithotrophu: 
thermolithotrophu: 
38886 
DSM 4568 16S ribo 
Gammaproteobacter 
38886 
taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 
38886 
strain NCIMB 8634 
Proteobacteria; G 
38886 
californiensis st 
californiensis Ba 
38886 
acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 
38886 
strain A45 16S ri 
Proteobacteria; G 
38886 
thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 
38886 
acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


Bacteria_16S 
rain DSM 229 16S ribosomal RNA, partia 
Gammaproteobac 
Bacteria_16S 


Bacteria_16S 
n LS-293 16S ribosomal RNA, partial se 
Rubrobacteridae; 


Bacteria_16S 


tes; 


Bacteria_16S 


acteria; 


Bacteria_16S 
rain AMX 19 16S ribosomal RNA, partial 


cteria; Gammaproteobac 


2043017 2043090 7 
acteria; Proteobacteria; 


2061558 20616317 


cteria; Proteobacteria; 
2067579 2067612 7 


80 


80 


40 


ibosomal RNA, partial sequence 


etaproteobacteria; Rhodocyclales; Rhod 
Bacteria_16S 


2087581 2087610 11 


2120955 2121028 7 
ia; Enterobacteriales; 
2155608 2155649 1 


ria; Actinobacteria; 
Rubrobacter. 
2170894 2170967 7 


40 


80 


42 


80 


gi 


gi 
gi 
20 


gi 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
Bacteria_16S 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


2237549 2237582 8 


rain APO 16S ribosomal RNA, partial se 
cteria; 
Bacteria_16S 


Firmicutes; Clos 
2254280 2254321 1 


Lup33 16S ribosomal RNA, partial sequ 
Clostr 


Clostridia; Clostri 


2283520 2283553 7 


2286503 2286536 7 
Proteobacteria; 
2319725 2319798 7 


Proteobacteria; 


38886 


Helicobacter. 


Bacteria_16S 
canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


2331759 23317927 


41 


tridia; 
42 


diales; 


40 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
Bacteria_16S 
train ARh 2 16S ribosomal RNA, partial 
Gammaproteoba 


40 


80 


40 


gi 


Clostr 


gi 


gi 


gi 


gi 


gi 


matiacea 


e 
ri 


sequen 
a; Rho 


se 
ct 


quence 
eria; 


s 
da 


equenc 
e; Act 


steurell 


ue 
a; 


nce 
Burkh 


ial sequ 
ria; Hyd 


20 
cterial 


0 
e 


ence 
eria; 


qu 
(ong 


1 
te 


seque 
ria; 


n 
€ 


67059 20 
ocyclac 


6 
e 


1 
su 


sequen 
lfurob 


eae; Ced 
ence 
brobac 


qu 
Ru 


217 


seudomon 


ence 
iales; 


qu 
id 
ence 225 
id 


et. 


Ss 


cteria; 


s 


teria; 


219878402 
1707781 17092 


219878311 


219878304 


219878299 


219878284 
1874987 18764 


219878282 


219878219 


219878195 


219878166 


219878149 


219878145 


219878131 


219857654 
somal RNA, partial sequence 2120505 2121907 Cedec 
Enterobacteriac 
219857631 


219857621 


219857574 


219857563 
iales Fa 


219857544 
2282981 22844 
hylococe 
219857541 
equence 
Ch 


219857516 
equence 


Xan 


219857508 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodo 


e; 


ce 
do 


ref|NR_025443.1 
1846218 184771 
Alteromonadales; 
NR_025438.1 
1852181 185367 
omycetales; Str 


e 
in 


ref |NR_025423.1 


aceae; Haemophilus 
ref|NR_025421.1 

1878060 187954 
deriales; Burkh 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; H 


ol 


en 
ro 


ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 
ref|NR_025305.1 

2042490 204400 
nthomonadales; X 


00 


Ss; 


Xa 


ref |NR_025288.1 

2061023 206241 
omatiales; Chro 
ref |NR_025284.1 


ce 
hr 


85 
ae 


; Thauera. 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref |NR_025243.1 
ea davisae Bacte 
ea. 
ref|NR_025220.1 

2155131 215660 
rales; Rubrobact 


ce 
ac 


ec 


te 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


03 
ad 


c 


37 


ref |NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
NR_025129.1 
2285990 228738 
romatiales; Ecto 


ref|NR_025104.1 
2319172 232071 
thomonadales; Xa 


Cc 


s 


e 


fo} 


y 


Rheinheimera baltica 


baltica Bacteria; 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Thermobifida 
5 Thermobifida 


ptosporangineae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Stenotrophomonas 

2 Stenotrophomonas 
anthomonadaceae; 


Lamprocystis 
5 Lamprocystis 


matiaceae; Lamprocystis. 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Desulfurobacterium 

8 Desulfurobacterium 
furobacterium. 

Cedecea davisae strain 
ria; Proteobacteria; 


Rubrobacter 
6 Rubrobacter 
erineae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Tindallia 

3 Tindallia 

indallia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Methylobacter marinus 
marinus Bacteria; 
cter. 

Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Stenotrophomonas 
3 Stenotrophomonas 
nthomonadaceae; 


ref|NR_025096.1 
2331268 233272 
He 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


38886 Bacteria_16S 
strain KMM 3299 1 
Proteobacteria; G 
38886 Bacteria_16S 
strain CCUG 30811 
Bacteria; Proteob 
38886 Bacteria_16S 
strain MF63 16S r 
Proteobacteria; B 
38886 Bacteria_16S 

hyointestinalis subsp. 


Campylobacter hyointestinalis subsp. 


v 
Bacteria_16S 


Campylobacterales 
38886 


mesocricetorum strain MU97-1514 16S ribosomal RNA, part 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteob 


Helicobacter. 
38886 Bacteria_16S 


strain P925 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


38886 Bacteria_16S 
succinogenes stra 
succinogenes Bact 
Actinobacillus. 
38886 Bacteria_16S 
intermedia strain 
Bacteria; Proteob 
38886 Bacteria_16S 
6a3 16S ribosomal 
Betaproteobacteria; 
38886 Bacteria_16S 
strain CMRI H02 1 
Proteobacteria; E 
38886 Bacteria_16S 
strain Pd55 16S r 
Proteobacteria; E 
38886 Bacteria_16S 
oxidotolerans str 
oxidotolerans Bac 
38886 
thermophila strai 
thermophila Bacte 
Hydrogenimonas. 
38886 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; 
38886 Bacteria_16S 
strain MKT 106 16 
Proteobacteria; G 
38886 Bacteria_16S 
herbarius strain 
Bacteria; Firmicu 
38886 Bacteria_16S 
transvaalensis st 
transvaalensis Ba 
38886 
cineracea strain 
cineracea Bacteri 
Streptomycetaceae; 
38886 Bacteria_16S 
saccharophila str 
saccharophila Bacteria 
38886 Bacteria_16S 
hibiscicola strai 


eria; 


Bacteria_16S 


Bacteria_16S 


hibiscicola Bacteria; 
Pseudomonas. 
38886 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 
38886 Bacteria_16S 


strain HN3-7 16S ribosomal RNA, partial sequence 
Deinococci; 


Deinococcus-Thermus; 


teria; 


2442591 2442664 7 


2445671 2445744 7 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


2499890 2499963 7 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 


2525695 2525728 7 
lawsonii strain 


2563221 25632547 


2604716 2604789 7 


2638529 2638602 7 


in 130Z 16S ribosomal RNA, partial seque 


Proteobacteria; 


2644702 2644775 7 


S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 


2650752 2650825 7 


RNA, partial sequence 
Rhodocyclales; 


2671623 2671656 7 


psilonproteobacteria; Campylobacterale 


2676212 2676245 7 


ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 


2706219 2706260 1 


ain T-2-2 16S ribosomal RNA, partial s 
Bacillales; 


Firmicutes; 
2707762 2707795 7 


n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


2739317 2739354 1 


Na82 16S ribosomal RNA, partial sequen 
Clostridia; 


2740758 2740831 7 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 


2787332 2787373 1 


CP-1 16S ribosomal RNA, partial sequence 
tes; Bacillales; Alicyclobacillaceae; 


2794710 2794763 8 


rain SAGM1 16S ribosomal RNA, partial 
cteria; 


Firmicutes; 
2843070 28431111 


SK-3255 16S ribosomal RNA, 
a; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 


2849292 2849365 7 


ain DSM 654 16S ribosomal RNA, partial 


; Proteobacteria; 
2850853 2850926 7 


n ATCC 19867 16S ribosomal RNA, partia 
Proteobacteria; 


2852422 2852495 7 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 


3019992 3020025 8 


Thermales; 


80 gi|21985742 


6S ribosomal RNA, partial sequence 2442080 24435 
ammaproteobacteria; Alteromonadales; 


Shewanellaceae; Shewanella. 

80 gi|219857422|ref|NR_025010.1 
2445148 2446624 Alish 

nadales; Alteromonadaceae; 

80 gi| 219857382 |ref|NR_024970.1 


yclaceae; Azoarcus. 
40 gi|219857360|ref|NR_024948.1 
CHY5 16S ribosomal RNA, partial sequence 


40 gi| 21985733 


2499368 25008 


4|ref|NR_025012.1 


5|ref£|NR_024923.1 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Alishewanella fetalis 


ewanella fetalis 


Alishewanella. 
Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacteraceae; Campylobacter. 


Helicobacter 


ial sequence 2562731 2564150 Helicobacter 
acteria; Campylobacterales; Helicobacteraceae; 
80 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 


2604168 26056 


71 Mannheimia glucosida Bacteria; 


steurellaceae; Mannheimia. 
80 gi|219857232|ref|NR_024860.1| Actinobacillus 
nce 2637974 2639461 Actinobacillus 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
80 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
e 2644182 2645662 Hydrogenophaga intermedia 
riales; Comamonadaceae; Hydrogenophaga. 
80 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 


2650247 2651682 Azosp 
Rhodocyclaceae; Azos 


6S ribosomal RNA, partial sequence 2671138 26725 


ira oryzae Bact 


e 


ria; Proteobacteria; 


pira. 
40 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
55 Helicobacter ganmani Bacteria; 
s; Helicobacteraceae; Helicobacter. 
40 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 


ti 
21985718 
equence 
le 
21985718 
sequen 
eria; C 


42 gi 
Bacilla 


40 gi 


38 21985716 


ce 27 


gi 


Thermoanaerobacterales; Thermodesulfobiaceae; T 
80 gi|219857160|ref|NR_024788.1 
2740223 27416 
eromonadaceae; Agarivora 
42 gi|219857125|ref|NR_024753.1 


2786786 2788314 Alicyc 

Alicyclobacillus. 
61 gi|219857120|ref|NR_024748.1 
sequence 2794179 279557 

Clostridia; Clostridiales; Clost 

42 gi|219856895|ref|NR_024714.1 
complete sequence 2842551 284406 
inomycetales; Streptomyc 
80 gi|219856891|ref|NR_024710.1 
sequence 2848765 285026 
Betaproteobacteria; Burkholderiales; Coma 
80 gi|219856890|ref|NR_024709.1 
1 sequence 2850317 285183 
Gammaproteobacteria; Pseudomonadales; Pseud 
80 gi| 219856889 |ref|NR_024708.1 
2851886 2853382 Pseudo: 
nadales; Xanthomonadaceae. 
41 gi|219846910|ref|NR_026502.1 


Thermaceae; Thermus. 


2675717 26771 
liaceae; 


s Family 
ce 


ampylob 


388 


Lebetimonas. 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024811.1 

2707242 270866 
acterales; 


4 


3 


1|ref|NR_024789.1 


10 2740172 Thermo 


47 Lebetimonas acidiphila Bacteria; 


Exiguobacterium 

1 Exiguobacterium 
edis; Exiguobacterium. 
Hydrogenimonas 

3 Hydrogenimonas 


Hydrogenimonaceae; 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Alicyclobacillus 
lobacillus herbarius 


Alkaliphilus 
1 Alkaliphilus 


ridiaceae; Alkaliphilus. 


Kitasatospora 
5 Kitasatospora 
ineae; 


Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 

5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Thermus antranikianii 


3019481 3020955 Thermus antranikianii Bacteria; 


38886 Bacteria_16S 3055065 3055138 7 80 gi|219846885|ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

Propionivibrio. 


38886 Bacteria_16S 3073006 3073039 7 40 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

38886 Bacteria_16S 3095627 3095700 7 80 gi|219846858|ref|NR_026450.1| Ruminobacter 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; Ruminobacter. 

38886 Bacteria_16S 3101574 3101607 8 41 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 


38886 Bacteria_16S 3113581 31136547 80 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
strain DSM 12081 16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

38886 Bacteria_16S 3204537 3204566 1 30 gi| 219846785 |ref|NR_026377.1| Treponema amylovorum 
strain HA2P 16S ribosomal RNA, partial sequence 3204032 3205474 Treponema amylovorum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

38886 Bacteria_16S 3233256 3233289 7 40 gi| 219846765 |ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

38886 Bacteria_16S 3430301 3430337 1 37 gi|219846624|ref|NR_026216.1| Corynebacterium 


matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
38886 Bacteria_16S 3437322 3437367 7 52 gi|219846618|ref|NR_026210.1| Acinetobacter 
radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

38886 Bacteria_16S 3438831 3438876 7 52 gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii 
DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

38886 Bacteria_16S 3537671 3537712 1 42 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
38886 Bacteria_16S 3586542 3586575 7 40 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 
strain JB13 16S ribosomal RNA, partial sequence 3585997 3587456 Methylomonas fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

38886 Bacteria_16S 3635018 3635051 7 40 gi| 219846482 |ref|NR_026074.1| Helicobacter rodentium 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
38886 Bacteria_16S 3641170 36412111 42 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
38886 Bacteria_16S 3644227 3644268 1 42 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 


38886 Bacteria_16S 3659509 3659582 7 80 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
38886 Bacteria_16S 3697378 3697411 7 40 gi|219846438|ref|NR_026029.1| Helicobacter trogontum 


strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter trogontum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

38886 Bacteria_16S 3718388 37184217 40 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 
38886 Bacteria_16S 3815948 3815981 7 40 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 


38886 Bacteria_16S 3855302 3855375 7 80 gi|219846325|ref|NR_025915.1] Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

38886 Bacteria_16S 3868949 3868982 7 40 gi|219846316|ref|NR_025906.1| Arcobacter 


nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 


38886 Bacteria_16S 3878192 3878225 8 41 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

38886 Bacteria_16S 4189589 4189662 7 80 gi| 219846083 |ref|NR_025673.1| Schlegelella 


thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 


thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Schlegelella. 
38886 Bacteria_16S 


ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; 


38886 
lactatifermentans 


Bacteria_16S 


4195660 4195693 7 


4219885 4219918 8 


40 gi 


41 gi 


strain G17 16S ribosomal RNA, partial 


219846078 |ref 


rs 


219846061 
sequence 


ref 


Oceanospirillales; 


NR_025668.1 


NR_025651.1 


Zooshikella 


195136 4196576 Zooshikella 
Hahellaceae; 


Zooshikella. 
Clostridium 


4219342 4220838 Clostridium 


lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886 Bacteria_16S 26264 26300 1 37 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886 Bacteria_16S 39735 39767 8 40 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

38886 Bacteria_16S 42795 42835 L 41 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Nocardiopsaceae; 
38886 Bacteria_16S 


strain M069 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


38886 Bacteria_16S 
strain B 5329 16S 


38886 Bacteria_16S 


strain HKI0088 16S ribosomal RNA, partial sequence 


Nocardiopsis. 


45810 45846 1 


48877 48917 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


65663 65703 1 


37 gi 


45 


41 gi 


48 


41 gi 


65 


265679033|ref 


374 46777 


265679031 
372 49856 


ref 


Ac 
265679020|ref 


168 66643 


Mycobacterium 
Mycobacteriaceae; Mycobacterium. 


Actinobaculum 


NR_029341.1 


NR_029339.1 


NR_029328.1 


tinomycetaceae; 


Mycobacterium goodii 
goodii Bacteria; 


Actinobaculum schaalii 
schaalii Bacteria; 
Actinobaculum. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 
38886 Bacteria_16S 68690 68726 1 37 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

38886 Bacteria_16S 85081 85121 1 41 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

38886 Bacteria_16S 92594 92634 1 41 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

38886  Bacteria_16S 101964 102004 1 41 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

38886 Bacteria_16S 107983 108019 1 37 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

38886 Bacteria_16S 112586 112626 1 41 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

38886 Bacteria_16S 114184 114224 1 41 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

38886 Bacteria_16S 115730 115766 1 37 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

38886 Bacteria_16S 117285 117321 1 37 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

38886 Bacteria_16S 143087 143127 1 41 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

38886  Bacteria_16S 202607 202643 1 37 gi|265678928|ref|NR_029236.1| Coprothermobacter 


proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprot 
proteolyticus Bacteria; 


Coprothermobacter. 
38886 Bacteria_16S 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 
Clostridiales; 


beijerinckii Bacteria; 
38886 Bacteria_16S 


strain 2502 16S ribosomal RNA, partial sequence 


Firmicutes; 
210423 210459 1 


Firmicutes; 
225645 225681 1 


Clostridia; 


Clostridia; 


37 gi 


37 gi 


Thermoanaerobacterale 


265678922 |ref 


209908 211410 
Clostridiaceae; 


s; Thermodes 
NR_029230.1 


Clo 


265678912 |ref 


hermobacter 
ulfobiaceae; 


Clostridium 
Clostridium 
stridium. 


NR_029220.1 


Mycobacterium chitae 


225125 226581 Mycobacterium chitae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


38886 Bacteria_16S 
aichiense strain 


227152 227188 1 


Mycobacterium. 
38886 Bacteria_16S 
strain 47001 16S 


228658 228694 1 


38886 Bacteria_16S 230166 230202 1 


37 


37 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


37 


strain 358 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


38886 Bacteria_16S 242641 242677 1 


novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; Mycobacterium. 

38886 Bacteria_16S 297118 297154 1 
strain F 628 16S 
38886 


Bacteria_16S 312283 312315 8 


saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 
Bacillales; 


saccharolyticus Bacteria; 
38886 Bacteria_16S 


Firmicutes; 
319679 319711 8 


37 


complete sequence 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


strain J233 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


38886 Bacteria_16S 330517 330549 8 


strain CC-1 16S ribosomal RNA, partial sequence 


Thermotogae; 
38886 Bacteria_16S 
strain ATCC 51131 


Thermotogales; 
333730 333766 1 


Mycobacterium. 
38886 Bacteria_16S 
japonicum strain 


342891 342931 1 


Cryptosporangium. 


38886 Bacteria_16S 347481 347521 1 


borstelensis strain Logan B4029 16S ribosomal RNA, partial sequen 
Paenibacillaceae; 


borstelensis Bacteria; 
38886 Bacteria_16S 


Firmicutes; 
353288 353328 1 


strain 941 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


38886 Bacteria_16S 
strain AS130 16S 


354747 354787 1 


38886 
hebeiensis strain 


Bacteria_16S 403295 403335 1 


Thermotogaceae; 


Bacillales; 


gi 


49005 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
22 


gi 
22 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678911 


265678910 
8138 22959 


265678909 
9646 23110 


265678900 


nebacterineae; 


nebacterineae; 


ref|NR_029219.1 


ref |NR_029218.1 
5 Mycobacterium 


ref |NR_029217.1 
3 Mycobacterium 


ref|NR_029208.1 


242123 243639 
e; Actinomycetales; 


Mycobacterium 


226632 228087 Mycobacterium aichiense 


Corynebacterineae; Mycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium aurum 
aurum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


37 gi| 265678862 |ref|NR_029168.1| Mycobacterium terrae 
296587 297949 Mycobacterium terrae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
40 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
311738 313264 Staphylococcus 
Staphylococcus. 
40 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
319228 320640 Acholeplasma palmae Bacteria; 
40 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
329993 331591 Geotoga subterranea Bacteria; 
Geotoga. 
37 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
333245 334704 Mycobacterium celatum 
Corynebacterineae; Mycobacteriaceae; 
41 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
342395 343854 Cryptosporangium 


41 


41 


41 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


41 


YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


gi 


352821 35423 
Hyphomicrobiace 


gi 
35 


Hyphomicrobiace 


gi 


YIM 001 16S ribosomal RNA, partial sequence 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
38886 Bacteria_16S 409451 409491 1 
ferralitis strain 


41 


gi 


SFOp68 16S ribosomal RNA, partial sequence 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
38886 


Streptomyces. 
Bacteria_16S 428100 428136 1 


halotolerans strain YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomy 


Corynebacteriaceae; Corynebacterium. 
38886 Bacteria_16S 452779 452811 8 
strain R 16089 16S ribosomal RNA, 
Firmicutes; Bacillales; Macrococcus. 
38886 Bacteria_16S 478589 478625 1 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 


37 


40 


37 


gi 


gi 


complete sequence 452220 45376 


gi 


brisbanense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
38886 Bacteria_16S 480138 480174 1 
boenickei strain 


Mycobacterium. 


38886 Bacteria_16S 524610 524646 1 


ciconiae strain BS13 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
38886 Bacteria_16S 


530731 530767 1 


strain FI-0169 16S ribosomal RNA, partial sequence 


37 


37 


37 


gi 


W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


265678826 
265678821 
265678820 
4284 35569 
265678786 
Actinomyce 
265678782 
Actinomyce 
265678769 
sequence 


265678752 


265678732 
Actinomyc 

265678731 

47962 


265678702 
52414 


Corynebacterineae; M 


Corynebacterineae; C 


ref A! 
ce 346943 348361 
Brevibacillus. 
ref |NR_029126.1 


ae; 
ref 


Rhodoplanes. 
NR_029125.1 


ae; Rhodoplanes. 
ref|NR_029091.1 

402781 404300 
tales; Streptomy 


ref|NR_029087.1 
408966 410455 
tales; 


ref|NR_029074.1 
427586 429077 
cetales; 


ref|NR_029057.1 


ref|NR_029037.1 
478074 479572 
etales; Coryneba 


ref |NR_029036.1 
3 481120 Mycoba 


ref |NR_029007.1 
6 525550 Coryne 


265678698 


Frankineae; 


Cryptosporangiaceae; 


Brevibacillus 
Brevibacillus 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Streptomyces 
Streptomyces 
cineae; 


Streptomyces 
Streptomyces 


Streptomycineae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


ref|NR_029003.1 


Mycobacterium chimaera 


530243 531694 Mycobacterium chimaera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 


38886 Bacteria_16S 


psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
38886 Bacteria_16S 
nepalensis strain 
Bacteria; Firmicutes; 
38886 Bacteria_16S 


strain JR 16S ribosomal RNA, partial sequence 
Deferribacterales; 


Deferribacteres; 
38886 Bacteria_16S 
IMMIB R-145 16S r 


38886 Bacteria_16S 
strain TMAO3 16S 
Firmicutes; 
38886 Bacteria_16S 
aquilae strain S- 


Corynebacterium. 
38886 Bacteria_16S 


flavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae 
Streptomyces. 


Streptomycetaceae; 


38886 Bacteria_16S 


Bacillales; 


538370 538406 1 


541395 541427 8 


542917 542957 1 


544423 544463 1 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


549046 549082 1 


ribosomal RNA, partial sequence 
Clostridia; 


552165 552201 1 


553622 553662 1 


579301 579337 1 


37 gi 


40 gi 


CW1 16S ribosomal RNA, partial sequence 
Staphylococcus. 


41 gi 


41 gi 


37 gi 


Clostridiales; Veillonellaceae; 


37 gi 


613 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


41 gi 


37 gi 


glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 


glaucum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


38886 Bacteria_16S 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
38886 Bacteria_16S 
strain B22P3 16S 


38886 Bacteria_16S 
appendicis strain 


580844 580880 1 


598758 598798 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


607970 608006 1 


Actinobacteria; Actinobacteridae; Act 


37 gi 


41 gi 


37 gi 


IMMIB R-3491 16S ribosomal RNA, parti 


appendicis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


38886 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
38886 Bacteria_16S 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, part 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; 


617320 617356 1 


623171 623207 1 


Corynebacteriaceae; Corynebacterium. 


38886 Bacteria_16S 


strain E846 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


38886 Bacteria_16S 
H 1 16S ribosomal 
Clostridia; 


38886 Bacteria_16S 


strain CK55 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
38886 Bacteria_16S 
melanosporofacien 
melanosporofacien 
Streptomycetaceae; 
38886 Bacteria_16S 
strain TOD45 16S 
Firmicutes; Bacil 
38886 Bacteria_16S 
strain gM-1 16S r 


38886 Bacteria_16S 


strain 4N13 16S ribosomal RNA, partial sequence 


Proteobacteria; 
38886 


Bacteria_16S 


624728 624764 1 


643171 643207 1 


RNA, partial sequence 
Clostridiales; Veillonellaceae; 


s 
652186 652222 1 


Clostridiales; 
656611 656651 1 


700540 700580 1 


ribosomal RNA, partial sequence 
lales; 


Paenibacillaceae; 
JI2Z315. Fi2351 1 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


745925 745969 7 


750050 750094 7 


37 gi 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


37 gi 


37 gi 


37 gi 


642624 644123 Sporomusa 


poromusa. 
37 gi 


41 gi 


s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 


41 gi 


Sf gi 


51 gi 


Gammaproteobacteria; Pseudomonadales; M 


51 gi 


Stre 


265678693 
sequence 


265678691 


265678690 


542382 54390 
Deferribacteraceae; 


265678689 


543951 54542 


265678686 


548509 55004 
Sporomusa. 


265678684 


598291 59976 
ptomycineae; 


265678646 


265678640 


265678636 


265678635 


624219 62572 
nebacterineae; 


265678622 


265678615 


651676 65311 
Clostridiaceae; 


265678612 


265678582 


699985 70142 
Paenibacillus. 


265678574 


711792 71330 


265678549 


745469 74679 
oraxellaceae; 


265678546 


tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 


Actinomycetales; 


54086 


Deferribacter. 


nebacterineae; 


55170 
Corynebacterineae; 


al sequenc 
Actinomycetale 


61679 
Corynebacterineae; 


ial sequence 622694 62416 
Actinomycetales; 


A, partial 
eridae; Actinomycetales; 


nebacterineae; 


ref|NR_028998.1 
537853 539333 


ref|NR_028996.1 


ref|NR_028995.1 
0 Deferribacter 


ref|NR_028994.1 


ref 


NR_028991.1 


ref |NR_028989.1 


Streptomyceta 
ref|NR_028951.1 
e 607486 608955 
s; Corynebac 


ref|NR_028945.1 
5 618320 Mycoba 


NR_028941.1 
8 


ref 


Coryneba 
ref |NR_028940.1 
5 Mycobacterium 


Mycobacteri 
NR_028927.1 
ovata Bacte 


ref 


ref|NR_028920.1 


ref |NR_028917.1 
sequence 656132 
Ss 


ref |NR_028887.1 
2 Paenibacillus 


ref |NR_028879.1 
8 Mycobacterium 


Mycobacteri 
ref |NR_028853.1 
3 Acinetobacter 


Acinetobacte 


2 542331 Staphy 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Staphylococcus 
lococcus nepalensis 


Deferribacter abyssi 
abyssi Bacteria; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 
Nocardiaceae; 


Nocardia. 
Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Corynebacterium 


3 553077 Corynebacterium aquilae 
Corynebacteriaceae; 


265678683|ref|NR_028988.1| Streptomyces 

al sequence 553128 554608 Streptomyces 

; Actinomycetales; Streptomycineae; 

265678666|ref|NR_028971.1| Corynebacterium 

sequence 578821 580286 Corynebacterium 

inomycetales; Corynebacterineae; 

265678665|ref|NR_028970.1| Mycobacterium 
sequence 580337 581817 Mycobacterium 
Actinomycetales; Corynebacterineae; 

265678653|ref|NR_028958.1| Streptomyces javensis 


1 Streptomyces javensis Bacteria; 


ceae; Streptomyces. 
Corynebacterium 
Corynebacterium 
terineae; 


Mycobacterium 
cterium holsaticum 


Mycobacteriaceae; 


Corynebacterium 
Corynebacterium 
cterineae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Sporomusa ovata strain 
ria; Firmicutes; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 
Clostridium. 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Paenibacillus odorifer 
odorifer Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Acinetobacter tandoii 
tandoii Bacteria; 
bas 


ref|NR_028850.1 
749594 750918 


Acinetobacter 
Acinetobacter 


tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Acinetobacter. 


38886 Bacteria_16S 754223 754263 1 


41 


gi 


265678543 


ref 


NR_028847.1 
9 755211 Cardi 


valvarum strain MDA3079 16S ribosomal RNA, partial sequence 75371 


Cardiobacterium 


obacterium valvarum 


Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
38886 Bacteria_16S 783447 783515 8 76 gi| 265678523 |ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

38886 Bacteria_16S 786445 786485 1 41 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 
38886 Bacteria_16S 
strain AIP313.00 


Streptomyces. 
804863 804903 1 


41 


gi 


16S ribosomal RNA, partial sequence 804384 80579 


265678509 


ref|NR_028812.1 
1 Anaeroglobus 


Anaeroglobus geminatus 
geminatus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 
38886 Bacteria_16S 810987 811023 1 37 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 


montefiorense Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; 
38886 Bacteria_16S 
strain W1219 16S 


Mycobacterium. 
862705 862737 8 


40 


ribosomal RNA, partial sequence 


gi 


862181 86365 


265678470 


e; Actinomycetales; 


Corynebacterineae; 


ref|NR_028773.1| Bulleidia extructa 
9 Bulleidia extructa Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 
38886 Bacteria_16S 970063 970098 7 42 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 


fructosovorans Bacteria; 
Desulfovibrio. 


Proteobacteria; 


Deltaproteobac 


38886 


Bacteria_16S 


1018945 1018977 8 


40 


gi 


teria; Des 


265678365 


ulfovibrionales; Desulfovibrionaceae; 


ref |NR_028667.1 


succinus subsp. 


succinus strain AMG-D1 16S ribosomal RNA, 
Staphylococcus succinus subsp. 


succinus Bacteria; 


complete se 


Firmicutes; 


quence 
Bacillales; 


38886 


Bacteria_16S 


1034289 1034329 1 


41 


danicus strain DB 


gi 


265678355 


ref|NR_028657.1 


Bacteria; 


Firmicutes; 


4 16S ribosomal RNA, partial sequence 
Bacillales; Paenibacillaceae; Ane 


10337 
urinibacil 


lus 


71 1035187 Aneuri 
Aneur 


group; 


38886 


Bacteria_16S 


1130946 1130986 1 


41 


strain ES10.1 16S 


38886 
sphenisci strain 


Bacteria_16S 1133959 1133995 1 
CECT 59 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


37 


90 16S ribosomal RNA, partial s 


gi 


1130448 11319 


Stre 
gi 


253680769 


ptosporang 
253680767 
equence 


ref |NR_028017.1 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Nocardiopsis exhalans 


04 Nocardiopsis exhalans Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_028015.1| Corynebacterium 
133500 1134881 Corynebacterium 


R 


sphenisci Bacteri 


Corynebacteriaceae; 
Bacteria_16S 


38886 
strain AAFu3 16S 
Deferribacteres; 
38886 
DSM 9946 16S ribo 


38886 


Bacteria; 
38886 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 
38886 
strain CDC 941078 


Bacteria_16S 


Bacteria_16S 


a; 
Corynebacterium. 

1149177 11492171 41 
ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
1162738 1162770 8 40 gi 


gi 


Deinococci; Thermales; 
1209744 1209784 1 


Thermaceae; 
41 gi 


al 
1235353 1235389 1 37 gi 
strain DSM 44346 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

1250398 1250434 1 37 gi 
16S ribosomal RNA, partial sequence 


253680757 
1148654 11501 
Geovibrio. 
228720981 
somal RNA, partial sequence 1162257 1163688 Meiot 
Deinococcus-Thermus; 
Bacteria_16S 
DSM 14365 16S ribosomal RNA, partial sequence 


219878254 


219857412 


Actinobacteria; Actinobacteridae; Actinomycetales 


ref 


ref 


ref 
es; Nannocys 
ref 
tial sequenc 
dae; 


ref 
12499 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacterium. 

38886 Bacteria_16S 1254875 12549151 41 gi|219857194|ref 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevi 
38886 Bacteria_16S 1256391 1256427 1 37 gi|219857144|ref 
efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 12573 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Corynebacterium. 

38886 Bacteria_16S 1284871 1284903 8 40 gi|219846054|ref 


psychrophilus str 
psychrophilus Bac 
38886 
halotolerans stra 
halotolerans Bact 
38886 
urealyticum DSM 7 


Corynebacteriacea 


Bacteria_16S 


Bacteria_16S 


ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 


s 
ic 


equence 
occus. 


1286428 1286460 8 40 gi 
in YKJ-101 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Jeotgalico 
1290951 1290987 1 37 gi 
109 16S ribosomal RNA, partial sequence 


e; Corynebacterium. 


219846053 


228720812 


ref 
quence 
ccus. 


hermus silvanus 
Meiothermus. 
228715350 
1209193 12106 
Proteobacteria; Deltaproteobacteria; Myxococc 
Bacteria_16S 


Actinomycetales; Co 


18 1251238 Mycoba 


1254345 12558 


1284334 128584 


1285891 128739 


; Corynebact 


NR_028005.1 


NR_027600.1 


NR_027522.1 


tineae; Hali 
NR_025393.1 
e 123486 


NR_025000.1 


cterineae; M 
NR_024822.1 
4 
bacillus. 
NR_024772.1 


cterineae; C 


NR_025644.1 


NR_025643.1 


ref 


erineae; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Mycobacterium 

8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 


ycobacteriaceae; 


Brevibacillus 
5 Brevibacillus 


Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


NR_027597.1 


Corynebacterium 


1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


38886 


38886 


thermoviolaceus subsp. thermoviolaceus strain DSM 40443 


38886 


schleiferi subsp. 


38886 


subsp. urealyticu 
capitis subsp. ur 


38886 


Bacteria_16S 
subsp. equorum strain PA 231 16S ribosomal RNA, partial 
subsp. equorum Bacteria; Firmicutes; Bacillales; 


Bacteria_16S 


1308545 Streptomyces thermoviolaceus subsp. ther 
Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 


Bacteria_16S 


Bacteria_16S 


1294019 1294051 8 


1307560 1307600 1 


1318314 1318346 8 


1319856 1319888 8 


1321398 1321430 8 


40 


41 


Streptomycineae; 


40 


40 


40 


coagulans strain GA 211 16S ribosomal 


gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
sequence 1293463 1294956 Staphylococcus equorum 
Staphylococcus. 
gi|228721493|ref|NR_027616.1| Streptomyces 
16S ribosomal RNA, partial sequence 1307063 
moviolaceus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 
gi|228715349|ref|NR_027521.1| Staphylococcus 
RNA, partial sequence 1317758 1319249 
Staphylococcus. 


gi 


s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacillales; 


gi 


carnosus subsp. carnosus strain 361 16S ribosomal RNA, 


carnosus subsp. carnosus Bacteria; 


38886 


15470 strain E7.2 
Bacteria; 


38886 


strain SJ95 16S r 
Thermotogae; 


38886 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


38886 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae; 


38886 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae; 


38886 


coelescens strain 
coelescens Bacter 
Streptomycetaceae; 


38886 


strain GD521 16S 
Firmicutes; 


38886 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


38886 


strain JZC3 16S r 
Spirochaetes; 


38886 
subsp. 
subsp. 


38886 
subsp. 
subsp. 


38886 
subsp. 
subsp. 
38886 
subsp. 
subsp. 


38886 


strain SA35 16S r 


38886 


saccharolyticum s 
1498218 Halanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 
Bacteria_16S 
afermentans subsp. 


Halanaerobiales; 


38886 


albus stra 
albus Bact 
Streptomycetaceae; 


avium stra 
avium Bact 
Mycobacteriaceae; 


sciuri str 
sciuri Bac 


rimosus st 
rimosus Ba 
Streptomycetaceae; 


Bacteria_16S 


Firmicutes; 


1328984 1329024 1 


Clostridia; 


Firmicutes; 


41 


Bacillales; 


gi 


5 16S ribosomal RNA, partial sequence 


Clostridiales; Veillonellaceae; 


Bacteria_16S 1335185 1335229 8 52 gi 
ibosomal RNA, partial sequence 13 
Thermotogales; Thermotogaceae; Petrotoga. 
Bacteria_16S 1347450 1347490 1 41 gi 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria; 
eae; 


Syntrophobacter. 
1360966 1361006 1 


10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Acidimicrobi 
Acidimicrobium. 


1425808 1425848 1 


1427373 1427413 1 


Proteobacteria; 


in MPOB 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


41 gi 


complete sequence 13604 


41 gi 


41 gi 


AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Bacteria_16S 1433589 1433621 8 40 gi 

ribosomal RNA, partial sequence 14 
Bacillales; Staphylococcus. 

Bacteria_16S 1450403 1450439 1 37 gi 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


ubsp. 


1466947 1466975 1 


1474409 1474449 1 


1475973 1476009 1 


1479110 1479142 8 


ain DSM 20345 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
1488242 1488282 1 


rain JCM 4667 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


1492754 1492830 1 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


1497268 1497328 1 


in PG 39 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


29 gi 


ibosomal RNA, partial sequence 14 
Spirochaetales; 


41 gi 


in DSM 40313 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


37 gi 


2 
in DSM 44156 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium complex (MAC 


40 gi 


41 gi 


77 gi 


61 gi 


saccharolyticum strain DSM 6643 


1500283 1500319 1 


Halanaerobium. 


37 gi 


1492298 14937 


228715347 


228715346 


219846090 


228721489 


34683 13361 


228720860 


228719712 


224581441 


224581440 


sequence 


224581433 


224581420 


224581408 


219878476 


19878445 


219878381 


219857134 


219846714 


219846665 


artial sequence 


partial sequence 
Staphylococcus. 


ref|NR_027519.1 


ref 


NR_027518.1 


ref|NR_025680.1 


Staphylococcus capitis 


1319300 1320791 Staphylococcus 
Staphylococcus. 


Staphylococcus 


1320842 1322334 Staphylococcus 


Dialister invisus DSM 


1328439 1329962 Dialister invisus DSM 15470 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


11 Xanthobacter 


16S ribosomal 
saccharolyticum Bacteria; 


Dialister. 
ref|NR_027612.1| Petrotoga mobilis 
55 Petrotoga mobilis SJ95 Bacteria; 


ref|NR_027598.1] Syntrophobacter 
1346912 1348397 Syntrophobacter 
Syntrophobacterales; 


ref|NR_027584.1| Acidimicrobium 

61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 

ref 


NR_027223.1| Streptomyces 


ain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycineae; 


ref|NR_027222.1| Streptomyces 
1426862 1428376 Streptomyces 
Streptomycineae; 

ref 


NR_027215.1| Staphylococcus felis 


33051 1434525 Staphylococcus felis Bacteria; 


ref|NR_027201.1| Corynebacterium 
1449903 1451316 Corynebacterium 
Corynebacterineae; 

ref 


NR_027189.1| Treponema putidum 


66484 1467891 Treponema putidum Bacteria; 
Spirochaetaceae; Treponema. 


ref|NR_025615.1| Streptomyces albus 
1473916 1475414 Streptomyces albus 
Streptomycineae; 


ref|NR_025584.1| Mycobacterium avium 
1475465 1476936 Mycobacterium avium 
Corynebacterineae; 

). 


ref|NR_025520.1| Staphylococcus sciuri 


complete sequence 1478573 1480100 Staphylococcus sciuri 
Staphylococcus. 


ref|NR_024762.1| Streptomyces rimosus 


complete sequence 1487741 1489225 Streptomyces rimosus 
Actinomycetales; 


Streptomycineae; 


ref|NR_026306.1| Xanthobacter agilis 
agilis Bacteria; 

Xanthobacter. 
NR_026257.1 


RNA, 


ref Halanaerobium 
complete sequence 


Firmicutes; 


1496733 
Clostridia; 


219846622 


afermentans strain CIP 103499 16S ribosomal RNA, 


ref|NR_026214.1| Corynebacterium 


complete sequence 1499786 1501111 


Corynebacterium afermentans subsp. 


Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 


38886 Bacteria_ 


gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 


38886 Bacteria_ 


canariasense stra 
canariasense Bact 


Mycobacteriaceae; 
38886 Bacteria_ 
strain DSM 40258 


38886 


16S 1559040 1559080 1 41 gi 
HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

16S 1560528 1560564 1 37 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

16S 1589336 1589376 1 


’ 


41 gi 
Stre 


1590884 1590924 1 41 


219846192 
equence 
Ac 


219846147 
equence 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; pt 
219878484 


ref|NR_025782.1 

1558576 156000 
tinomycetales; 
ref |NR_025737.1 

1560055 156148 
Actinomycetales; Coryne 
ref|NR_025624.1 
40 Streptomyces 
omycineae; Streptomycet 
ref 


b 


tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 


38886 


subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 


38886 


Bacteria_16S 


Ul 
Bacteria_16S 


Bacteria_16S 


1592432 1592472 1 


1593978 1594018 1 


41 


Streptomyces. 


41 


gi 


in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 


gi 


nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; 


gi 


aa 
i 


219878483 
partial 
Ac 


219878482 


sequence 
Actinomy 


tinobact 


ceta 


ref 
sequ 


ref 


1590391 15918 


erid 


NR_025623.1 
8 
les; Strept 
NR_025622.1 
ence 159193 


NR_025621.1 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae 


38886 


38886 
strain DSM 43049 


38886 
olivaceisclerotic 
olivaceisclerotic 


Streptomycetaceae 


38886 
purpurogeneiscler 


Streptomyces purpurogeneiscleroticus Ba 


Streptomycineae; 


38886 Bacteria_16S 1639484 1639524 1 41 gi|219878450|ref|NR_025589.1 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
38886 Bacteria_16S 1668614 1668654 1 41 gi|219878429|ref|NR_025568.1 


strain R2014 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


38886 
strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


38886 
strain SH1 16S ri 
Firmicutes; Clost 
38886 
atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 

38886 
rhodesiae strain 

rhodesiae Bacteri 
Mycobacteriaceae; 
38886 
strain DSM 44222 


Bacteria_16S 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
; Streptomyces. 
1595525 1595565 1 41 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
1597073 1597113 1 


2 
1 
7 


’ 


41 gi 
Stre 
1598621 1598661 1 41 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 
1601717 1601757 1 41 gi 
oticus strain DSM 43156 16S ribosomal 


v 


Streptomycetaceae; Streptomyces. 


ribosomal RNA, partial sequence 
Acti 
gi 


no 
1682262 1682302 1 41 
ribosomal RNA, partial sequence 


Acti 
gi 


no 
1706752 1706788 1 37 
bosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 

1709814 1709850 1 37 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


cl 


ce 
al 


1726489 1726525 1 37 gi 
DSM 44223 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

1728028 1728064 1 


37 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


38886 
strain DSM 44515 


38886 
moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 
38886 


Bacteria_16S 


Bacteria_16S 


rt 
id 


19878481 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


pt 
219878479 
p 


te 
219878477 


RN. 
cteria; Actinobacteria 


1668114 16695 


219878420 
1681727 16832 


219878403 
1706248 17077 


219878401 


219878390 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 


159348 
cetales; St 


ial sequ 
ae; Acti 


ence 
nomy 


ref|NR_025620.1 
1595032 159652 
cetales; Strept 


sequence 
Actinomy 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
artial sequence 159812 
ridae; Actinomycetales; 


omycinea 


ref 
als 


NR_025616.1 
equence 


v 


A, parti 


; Ac 
ref 


mycineae tinomycetace 


NR_025559.1 
mycineae; Ac 
ref 


tinomycetace 
NR_025542.1 


ostridium. 
ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


17093 
es; Cory 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


uence 
inomycet 


’ 


ref|NR_025528.1 
13 Mycobacterium 
bacterineae; Mycobacteri 


1729565 1729601 1 37 gi 
ne 
1731077 1731113 1 37 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


1740253 1740293 1 


s 
A 


41 gi 


219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Bacteria_16S 219878387 


219878380 


ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


bacterin 


equence 
ctinomyc 


r 


afermentans Bacteria; Actinobacteria; Actinobacteridae; 


Kitasatospora 
4 Kitasatospora 


Streptomycineae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Streptomyces catenulae 


catenulae Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 
8 Streptomyces 


omycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 


ae; Actinomycetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


omycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


ref|NR_025519.1 


Nocardiopsis halophila 


strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


38886 Bacteria_16S 
metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 
38886 Bacteria_16S 
felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 
38886 Bacteria_16S 
strain ISP 5293 1 


38886 
roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae; 
38886 Bacteria_16S 
longisporus strai 
longisporus Bacte 
Streptomycetaceae 
38886 
agarexedens strai 
agarexedens Bacteria; 
38886 Bacteria_16S 

stellifer strain 
Bacteria; Firmicutes; 
38886 Bacteria_16S 

scardovii strain 

scardovii Bacteri 
Bifidobacterium. 

38886 Bacteria_16S 
capitovis strain 
capitovis Bacteri 


Bacteria_16S 


v 
Bacteria_16S 


1743342 1743382 1 


1770576 1770612 1 


1772001 1772041 1 


1773499 1773539 1 


1774996 1775036 1 


n ISP 5166 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


1779636 1779676 1 


n DSM 1327 16S ribosomal RNA, 


Firmicutes; Bacillales; 
1800752 1800792 1 


Bacillales; 
1832963 1832995 8 


1855760 1855796 1 


Corynebacteriaceae; Corynebacterium. 


38886 
testudinoris stra 
testudinoris Bact 
Corynebacteriacea 
38886 Bacteria_16S 
strain LUH4616 16 
Proteobacteria; G 
38886 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 

38886 Bacteria_16S 
strain DSM 2875 1 
Firmicutes; Clost 
38886 Bacteria_16S 
strain DSM 5090 1 
Firmicutes; Clost 
38886 Bacteria_16S 
strain DSM 3132 1 
Firmicutes; Clost 
38886 Bacteria_16S 


Bacteria_16S 


strain CCUG 41709 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


38886 Bacteria_16S 


marimammalium strain CCUG 41710 16S ribosomal RNA, part 
marimammalium Bacteria; Actinobacteria; Actinobacterida 


ridia; 


ridia; 


ridia; 


1858727 1858763 1 


1872539 1872583 7 


1877022 1877062 1 


1881731 1881767 1 


1883307 1883343 1 


1884887 1884923 1 


1907386 1907426 1 


1910379 1910419 1 


Actinomycetaceae; Actinomyces. 


38886 
radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 
38886 Bacteria_16S 
strain CCUG 41706 


Bacteria_16S 


38886 
auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 
38886 


Bacteria_16S 


Bacteria_16S 


1931885 1931925 1 


1951686 1951726 1 


1953138 1953174 1 


1954620 1954660 1 


R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


41 gi|219878378|ref|NR_025517.1| Nocardiopsis 
ce 1742831 1744318 Nocardiopsis metallicus 
ales; Streptosporangineae; Nocardiopsaceae; 

37 gi| 219878357 |ref|NR_025496.1| Corynebacterium 
quence 1770072 1771486 Corynebacterium 
inomycetales; Corynebacterineae; 

41 gi|219878355|ref|NR_025494.1| Streptomyces arenae 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


41 


rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


41 


41 


P 
41 


IS1 16S ribosomal RNA, partial sequenc 
Paenibacillaceae; 


40 


CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


37 


CCUG 39779 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


37 


in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 


51 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 


41 


in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 


37 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


37 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


37 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridiales; Veillonellaceae; 


41 


41 


41 


in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


41 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


37 


CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


41 


Stre 
gi 


ptomycinea 
219878354 
al sequenc 
ae 


e; S 
ref 


, 


219878353 
sequence 
Actinomyc 


gi ref 
partial 


etal 


219878350 
sequence 

llaceae; P 
219878335 
e 18002 
nibacillus 
219878313 
sequence 

ifidobacte 


gi ref 
partial 
aenibaci 


gi 


aeni 
ref 


Pae 
gi 


ref 


B rial 
219878297 
sequence 

inomycet 


gi ref 


219878295 
al sequenc 


; Actinomy 


gi ref 


ceta 
gi| 219878286 |ref 
1872026 18734 
axellace 
219878283 
1 sequence 
; Actinomy 


ae; 
gi ref 
ceta 


219878278 |ref 


gi 


Sporomusa 
219878277 


gi ref 


ref 


Sporomusa 
gi| 219878276 
Sporomusa. 
219878258 | ref 

19068 
nomycineae 
219878256 
ial sequen 
e; Actinomycet 


gi 
sr Ae 


gi ref 


219878240 
al sequenc 
Actinomy 


gi ref 


; ceta 
219878227 
19511 
nomycineae 
219878226 
sequence 
Actinomyce 


gi ref 


; Ac 
gi ref 


tale 


83 Streptomyces 


e 1773034 17744 
Actinomyce 


1774532 17759 


1779107 17806 


19 1801737 Paeni 


1832458 18338 


1855266 18565 


ales; 


e 1858220 18597 


90 Acinetobacter 


1876505 18780 


68 1908267 Actin 


ce 1909867 19112 


e 1931360 19327 


63 1952590 Actin 


1952641 19540 


treptomycet 
NR_025493.1 
8 
tales; Stre 
NR_025492.1 
7 
es; 


NR_025489.1 
1 
bacillus. 
NR_025474.1 
b 


NR_025452.1 
3 
es; Bifidob 
NR_025436.1 
9 
; Corynebact 
NR_025434.1 
0 
b 


les; Coryne 


NR_025425.1 


Acinetobacte 
NR_025422.1 
0 
° 


les; Strept 


NR_025417.1 


NR_025416.1 


NR_025415.1 


NR_025397.1 
fo) 
tinomycetace 
NR_025395.1 
8 
ales; Actino 
NR_025379.1 
6 
les; Actinom 
NR_025366.1 


tinomycetace 
NR_025365.1 
4 
c 


s; Coryneba 


219878225 |ref 


gi 


Pp 


a 


arenae Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Paenibacillus 
9 Paenibacillus 


Paenibacillus 
acillus stellifer 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Acinetobacter parvus 
parvus Bacteria; 

ae 

Nocardiopsis 

9 Nocardiopsis 
sporangineae; 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Actinomyces 

2 Actinomyces 
mycineae; 


Actinomyces 
0 Actinomyces 


ycineae; 


Actinomyces canis 


omyces canis Bacteria; 


ae; Actinomyces. 
Corynebacterium 
7 Corynebacterium 
terineae; 


NR_025364.1 


Actinomyces 


urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 


urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 
1972605 1972685 1 81 gi 
strain CK58 16S ribosomal RNA, partial sequence 


38886 Bacteria_16S 


Firmicutes; Clostridia; 
38886 Bacteria_16S 


Corynebacteriaceae; Corynebacterium. 


38886 Bacteria_16S 


2033704 2033740 1 37 gi 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; Mycobacterium. 


38886 Bacteria_16S 


Corynebacterium. 
38886 Bacteria_16S 


2036782 2036818 1 37 gi 
simulans strain UCL553 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


2052395 2052431 1 37 gi 
elephantis strain DSM 44368 16S ribosomal RNA, partial 


elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 

2056928 2056968 1 41 gi 
somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

2058467 2058507 1 41 gi 
thermocoprophilus strain B19 16S ribosomal RNA, partial 
thermocoprophilus Bacteria; Actinobacteria; Actinobacte 
Streptomycetaceae; Streptomyces. 

2090486 2090522 1 37 gi 
heidelbergense strain 2554/91 16S ribosomal RNA, partia 
heidelbergense Bacteria; Actinobacteria; Actinobacterid 
Mycobacteriaceae; Mycobacterium. 

2110330 2110370 1 41 gi 
osomal RNA, partial sequence 2109822 21113 
cteridae; Actinomycetales; 
2111878 2111914 1 37 gi 
6S ribosomal RNA, partial seque 
; Actinobacteridae; Actinomycet 
rium tuberculosis complex. 
2128550 2128586 1 37 gi 


38886 Bacteria_16S 


38886 Bacteria_16S 


38886 Bacteria_16S 


38886 Bacteria_16S 
strain DSM 43030 16S rib 
Actinobacteria; Actinoba 
38886 Bacteria_16S 
pinnipedii strain 6482 1 


Bacteria; Actinobacteria 


Mycobacterium; Mycobacte 
38886 Bacteria_16S 
africanum strain ATCC 25 
africanum Bacteria; Acti 
Mycobacteriaceae; Mycoba 
38886 Bacteria_16S 
scrofulaceum strain ATCC 


Mycobacteriaceae; Mycoba 
38886 Bacteria_16S 
tokaiense strain ATCC 27 
tokaiense Bacteria; Acti 
Mycobacteriaceae; Mycoba 
38886 Bacteria_16S 
poriferae strain ATCC 35 
poriferae Bacteria; Acti 
Mycobacteriaceae; Mycoba 
38886 Bacteria_16S 
strain ATCC 19422 16S ri 
Bacteria; Actinobacteria 
Mycobacterium; Mycobacte 
38886 Bacteria_16S 
strain ATCC 51384 16S ri 
Actinobacteria; Actinoba 
38886 Bacteria_16S 
strain MUP 1182 16S ribo 
Actinobacteria; Actinoba 
38886 Bacteria_16S 
strain ATCC 927 16S ribo 
Actinobacteria; Actinoba 


somal RNA, 


38886 Bacteria_16S 


ribosomal RNA, partial 


nobacteria; Actinobacteridae; Actinomycet 
cterium; Mycobacterium tubercul 
2130028 2130064 1 37 gi 
19981 16S ribosomal RNA, parti 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae 


2131533 2131569 1 37 gi 


ribosomal RNA, partial 


nobacteria; Actinobacteridae; Act 


2133036 2133072 1 37 gi 


ribosomal RNA, partial 


nobacteria; Actinobacteridae; Act 


2134550 2134586 1 37 gi 


RNA, partial sequence 


Actinobacteridae; Actinomycet 
rium tuberculosis complex. 
2136067 2136103 1 37 gi 


RNA, partial sequence 


cteridae; Actinomycetales; Cory 
2148102 2148138 1 37 gi 
complete sequence 2147582 21491 
cteridae; Actinomycetales; Cory 
2164742 2164778 1 37 gi 
somal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Cory 
2167796 2167836 1 41 gi 
strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1972100 19735 

Clostridiales; Clostridiaceae; 
2030692 2030728 1 37 gi 
variabile strain DSM 20132 16S ribosomal RNA, partial s 
variabile Bacteria; Actinobacteria; Actinobacteridae; Act 


Act 


sequence 


Streptomycinea 


osis compl 


al sequenc 


eae; Mycobacteri 


ref |NR_025352.1 


ref|NR_025314.1 


ref |NR_025311.1 


ref|NR_025309.1 


ref |NR_025296.1 


ref |NR_025292.1 
2056438 205792 


ref |NR_025291.1 
2057971 205946 


ref |NR_025268.1 
2089993 209143 


ref|NR_025250.1 


ref |NR_025249.1 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


ref|NR_025236.1 
2131039 213248 
ales; Corynebact 


ref|NR_025235.1 
2132540 213398 
ales; Corynebact 


ref|NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025225.1 
14 Mycobacterium 


ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 


2033216 203470 
cetales; Corynebacterineae; 


2051875 205339 
tinomycetales; Corynebacterineae; 


mycetales; Coryn 


81 2112761 Mycoba 
nebacterineae; Mycobacteriaceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 
ostridium. 


Corynebacterium 


2030195 2031630 Corynebacterium 
cetales; Corynebacterineae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterium 


84 2037751 Corynebacterium simulans 
orynebacterineae; Corynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 


Streptomyces 
0 Streptomyces 


etales; Streptomycineae; 


Streptomyces 
9 Streptomyces 


inomycetales; Streptomycineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Streptomyces humiferus 


30 Streptomyces humiferus Bacteria; 
e; Streptomycetaceae; Streptomyces. 


Mycobacterium 
cterium pinnipedii 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 


ref |NR_025212.1 


Streptomyces speibonae 


2167280 2168769 Streptomyces speibonae Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 


38886 Bacteria_16S 2217780 2217816 1 37 gi| 219857587 |ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
38886 Bacteria_16S 2225300 2225340 1 41 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

38886 Bacteria_16S 2226861 2226901 1 41 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

38886 Bacteria_16S 2246559 2246599 1 41 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 2248136 2248176 1 41 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 2252738 2252778 1 41 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
38886 Bacteria_16S 2257324 2257364 1 41 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 2260448 2260488 1 41 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 2313643 2313675 8 40 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

38886 Bacteria_16S 2316680 2316720 1 41 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

38886 Bacteria_16S 2327307 2327343 1 37 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
38886 Bacteria_16S 2333302 2333342 1 41 gi| 219857507 |ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

38886 Bacteria_16S 2396880 2396916 1 37 gi|219857462|ref|NR_025050.1| Anaerobranca 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 
38886 
chloromethanicum 
chloromethanicum 
Hyphomicrobium. 
38886 
kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 
38886 
salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 
38886 
peptonophila stra 
peptonophila Bact 
38886 
strain LYP 16S ri 
Proteobacteria; D 
38886 
strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 
38886 
strain DSM 12272 
Firmicutes; Clost 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


ue 
ia 


2399913 2399949 1 37 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


se 
ac 


2401426 2401466 1 41 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
2409108 2409148 1 41 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ue 
A 


nc 
al 


2451769 2451809 1 41 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2472952 2472992 1 41 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2510587 2510627 1 41 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


1 
ti 


Ss; 


al 


2530247 2530283 1 37 gi 


ridia; Clostridiales; Clostridiaceae; Cl 


38886 
albus strain JL 8 


Bacteria_16S 


219857460 


219857459 


219857454 


219857418 


219857401 
2472404 24737 


219857370 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 


2396386 23978 
stridiales Fami 


al 
1 


nce 
les; Clo 
ref|NR_025048.1 
2399427 240087 
hizobiales; Hyph 


quence 
teria; R 
ref |NR_025047.1 
2400924 240237 
etales; Streptos 


nce 
ctinomyc 


ref|NR_025042.1 
77 2410105 Strept 


ptosporangineae; 


e 
es; 


24085 
Stre 


ref|NR_025006.1 
2451243 245274 
ceae; Seinonella 


ref|NR_024989.1 


sequence 
nomyceta 


haceae; Smithell 
ref |NR_024958.1 
68 2511541 Nocard 


ptosporangineae; 


Syntrop 


25100 
es; Stre 


ref |NR_024945.1 


ostridium. 


2552367 2552407 1 
3 16S ribosomal RNA, 


41 gi 
complete sequence 


219857342 


8 Anaerobranca 
y XIV. Incertae Sedis; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Streptomonospora 
omonospora salina 


Nocardiopsaceae; 


Seinonella 
3 Seinonella 


Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


ref |NR_024930.1 
2551853 2553362 Strept 


Streptacidiphilus 
acidiphilus albus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 

38886 Bacteria_16S 2553928 2553968 1 
carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinob 
Streptacidiphilus. 
38886 Bacteria_16S 
acidaminophilum s 
acidaminophilum Bacteria; Firmicutes; 
38886 Bacteria_16S 2594008 2594044 1 
strain FI-25796 1 


2564730 2564762 8 


38886 Bacteria_16S 2609324 2609364 1 


41 


40 


37 


41 


gi 


complete sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


train DSM 3953 16S ribosomal RNA, part 


Clostridia; Clost 


gi 


gi 


219857341 
ales; 
219857291 


ridiales; 
219857272 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


219857259 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 


thermoflava Bacte 
Pseudonocardiaceae; Amycolatopsis. 

38886 Bacteria_16S 2640011 2640047 1 
strain CIP 103464 


38886 
thomssenii strain 
thomssenii Bacter 
Corynebacteriaceae; Corynebacterium. 

38886 Bacteria_16S 2688191 2688231 1 
strain IFM 10088 


Bacteria_16S 2655169 2655205 1 


DSM 


38886 Bacteria_16S 
strain SHK-1 16S 
Proteobacteria; 
38886 Bacteria_16S 
strain SIR-1 16S 
Proteobacteria; 
38886 Bacteria_16S 
venezuelae strain 
venezuelae Bacter 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 2773636 2773676 1 
strain JCM 9920 1 


2713564 2713604 1 


2730394 27304341 


2772101 27721411 


38886 Bacteria_16S 2776711 2776751 1 


albofaciens strain JCM 4342 16S ribosomal RNA, 


albofaciens Bacte 
Streptomycetaceae; 
38886 
minutisporangium 


Streptomyces. 
Bacteria_16S 2797638 2797678 1 


Frankineae; 
38886 Bacteria_16S 
strain IFO 12702 


2826320 2826360 1 


38886 Bacteria_16S 2830893 2830933 1 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


kasugaensis Bacte 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 2832431 28324711 
strain IMC S-0802 


38886 Bacteria_16S 


37 


37 


41 


41 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


41 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


41 


41 


41 


41 


41 


41 


41 


ria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 


gi 
27 


Enhy 


gi 


2729867 27 
Nannoc 


gi 


JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 


gi 


6S ribosomal RNA, partial sequence 2773134 27 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


gi 


partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


strain IFO 15962 16S ribosomal RNA, pa 
Cryptosporangium minutisporangium Bacte 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


fermentans strain 
Bacteria; Firmicu 
38886 
naganoensis strai 
naganoensis Bacte 
38886 
strain IAM 14851 


38886 
vitulinus strain 
vitulinus Bacteri 
38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2907751 2907783 8 40 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 
2909297 2909329 8 40 gi 


219857231 


219857221 
sequence 
Ac 


219857197 


219857179 
13036 27145 
gromyxa. 

219857167 
313 


219857136 
equence 
Ac 


219857135 
746 


219857132 
sequence 


219857118 
rt 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Bacteria_16S 


219856851 
sequence 
cus. 
219856850 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


pasteuri Bacteria 


; Firmicutes; Bacillales; Staphylococc 


us. 


Streptomycineae; 


ence 25534 
Streptomycineae; 


ial sequence 2564201 256570 


nebacterineae; 


Actinomyc 


26395 


tinomycetale 


891 
rineae; 


ystineae; 


tinomycetale 


Actinomyc 


ial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Cryptosporangiaceae; Cryptosporangium. 


Str 


ref |NR_024929.1 
13 2554923 Strept 
Str 
ref |NR_024922.1 
Eubacteriaceae; 
ref |NR_024903.1 
10 Mycobacterium 
Mycobacteri 
ref |NR_024890.1 
2608828 261032 
etales; Pseudono 


ref |NR_024859.1 
12 2640976 Mycoba 
Mycobacteri 
ref |NR_024849.1 

2654667 265613 
s; Corynebac 
ref |NR_024825.1 
Nocardiacea 


ref |NR_024807.1 


ref|NR_024795.1 
50 Plesiocystis 
Nannocystaceae 
ref|NR_024764.1 

2771601 277308 
s; Streptomy 


ref|NR_024763.1 
19 Streptomyces 
Streptomyceta 
ref|NR_024760.1 
2776208 277769 
etales; 
ref|NR_024746.1 
279714 


eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Mycobacterium alvei 

cterium alvei Bacteria; 

aceae; Mycobacterium. 
Corynebacterium 

8 Corynebacterium 

terineae; 


Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 

Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Cryptosporangium 
5 2798614 


219856906|ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
Sporichthyaceae; Sporichthya. 

219856903|ref|NR_024724.1| Streptomyces 

equence 2830390 2831877 Streptomyces 

Actinomycetales; Streptomycineae; 

219856902|ref|NR_024723.1| Streptomyces albulus 
2831928 2833415 Streptomyces albulus Bacteria; 


occineae; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
2841597 2841657 1 61 gi|219856896|ref|NR_024715.1| Halanaerobium 
R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
tes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
2874188 2874228 1 41 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
n ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
ria; Firmicutes; Bacillales; Pullulanibacillus. 
2901579 2901619 1 41 gi|219856855|ref|NR_024674.1| Leucobacter albus 


46 Leucobacter albus Bacteria; 

Microbacteriaceae; Leucobacter. 

ref|NR_024670.1| Staphylococcus 
2907194 2908690 Staphylococcus 


ref|NR_024669.1| Staphylococcus 
2908741 2910234 Staphylococcus 


38886 Bacteria_16S 2910841 2910873 8 40 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

38886 Bacteria_16S 2912383 2912415 8 40 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

38886 Bacteria_16S 2913927 2913959 8 40 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

38886 Bacteria_16S 2915470 2915502 8 40 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

38886 Bacteria_16S 2917012 2917044 8 40 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

38886 Bacteria_16S 2944105 2944145 1 41 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 

38886 Bacteria_16S 2975989 2976017 1 29 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

38886 Bacteria_16S 2977472 2977512 1 41 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 2979004 2979044 1 41 gi| 219846937 |ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 2980539 2980579 1 41 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 2985128 2985168 1 41 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

38886 Bacteria_16S 3000402 3000442 1 41 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

38886 Bacteria_16S 3021517 3021549 8 40 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

38886 Bacteria_16S 3080563 3080595 1 33 gi|219846868|ref|NR_026460.1| Desulfurella 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

38886 Bacteria_16S 3088125 3088157 8 40 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 

38886 Bacteria_16S 3097187 3097223 1 37 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

38886 Bacteria_16S 3104595 3104635 1 41 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
38886 Bacteria_16S 3119707 3119743 1 37 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

38886 Bacteria_16S 3146624 3146656 8 40 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

38886 Bacteria_16S 3148142 3148178 1 37 gi|219846823|ref|NR_026415.1] Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
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16S ribosomal RNA, complete sequence 


16S 3628925 3628953 7 
16S ribosomal RNA, 


35 gi 
complete sequence 
16S 3636510 3636546 1 37 gi 
16S ribosomal RNA, partial sequence 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


pa. 
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219846490 


219846488 
36252 


219846486 


36283 


219846481 
36360 


Corynebacterineae; 


rtial sequence 
Actinobacteridae; 


obacterium avium complex ( 


Corynebacterineae; 


Pseudomonadaceae; 


66 3618027 Mycobacterium komossense 

Mycobacteriaceae; 

ref|NR_026082.1| Mycobacterium avium 
3622221 3623683 Mycobacterium 

Actinomycetales; 

MAC). 

ref|NR_026080.1| Mycobacterium szulgai 

68 3626729 Mycobacterium szulgai 

Mycobacteriaceae; 


ref|NR_026078.1| Pseudomonas aeruginosa 
74 3629910 Pseudomonas aeruginosa 
Pseudomonas. 
ref|NR_026073.1| Mycobacterium duvalii 
02 3637503 Mycobacterium duvalii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

38886 Bacteria_16S 3638049 3638089 1 41 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 3639601 3639641 1 41 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 3642695 3642735 1 41 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

38886 Bacteria_16S 3664103 3664139 1 37 gi|219846462|ref|NR_026054.1| Mycobacterium 


bohemicum strain 
Mycobacteriaceae; 
38886 Bacteria_ 


hassiacum strain 


Mycobacterium. 
38886 


38886 


strain ATCC 27255 
Clostridia; 


Firmicutes; 
38886 
lacurosei strain 
Bacteria; 
38886 
strain AW 25 16S 
Firmicutes; 
38886 
strain IFO 15965 


38886 
strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


38886 
strain ATCC 25495 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
38886 


Bacteria_16S 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae 
Thermomonosporaceae; 
Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacil 
Bacteria_16S 


Bacteria_16S 


DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 


16S 3721451 3721487 1 37 gi 


3733249 3733289 1 41 


gi 


ribosomal RNA, partial sequence 
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3902810 3902850 1 41 


gi 


3919311 39193511 
16S ribosomal RNA, 


41 gi 
complete sequence 


3920892 3920932 1 41 gi 
16S ribosomal RNA, complete sequence 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


; Actinomy 

Actinomadura. 
3832653 3832693 1 41 gi| 219846340 
16S ribosomal RNA, partial sequence 38321 
Clostridiales; Ruminococcaceae; Ruminococ 
3841688 3841748 1 61 gi| 219846334 
H200 16S ribosomal RNA, complete sequence 38411 
Clostridia; Halanaerobiales; Halanaerobiace 
3844764 3844796 8 40 gi| 219846332 


3844228 38456 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
Bacteria_16S 


kineae; 


Streptomycinea 
219846280 


3922473 3922513 1 41 


gi 


219846279 


219846420 
37209 
es; 


219846412 


219846293 


cr 
219846281 
39187 


39203 
Stre 


Corynebacterineae; 


3663577 3665092 Mycobacterium 


Corynebacterineae; 


ref|NR_026011.1| Mycobacterium 
52 3722442 Mycobacterium hassiacum 
Mycobacteriaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


ref|NR_025930.1| Ruminococcus bromii 
73 3833552 Ruminococcus bromii Bacteria; 
cus. 
ref|NR_025924.1| Halanaerobium 

23 3842666 Halanaerobium lacurosei 

ae; Halanaerobium. 

ref|NR_025922.1| Staphylococcus warneri 
97 Staphylococcus warneri Bacteria; 


ref|NR_025883.1| Cryptosporangium arvum 
83 Cryptosporangium arvum Bacteria; 
yptosporangiaceae; Cryptosporangium. 
ref|NR_025871.1| Streptomyces tendae 

87 3920316 Streptomyces tendae Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025870.1| Streptomyces sampsonii 
67 3921897 Streptomyces sampsonii 
ptomycineae; Streptomycetaceae; 


ref|NR_025869.1| Streptomyces 


eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 


eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


Streptomycineae; 


38886 Bacteria_16S 3927214 3927254 1 41 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
38886 Bacteria_16S 3958289 3958329 1 41 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

38886 Bacteria_16S 4032921 4032961 1 41 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
38886 Bacteria_16S 4038950 4038986 1 37 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
38886 Bacteria_16S 4041968 4042008 1 41 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
38886 Bacteria_16S 4061467 4061507 1 41 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
38886 Bacteria_16S 4062995 4063031 1 37 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
38886 Bacteria_16S 4073602 4073638 1 37 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


38886 Bacteria_16S 4082879 4082919 1 41 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

38886 Bacteria_16S 4102317 4102357 1 41 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 


strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
38886 Bacteria_16S 4126578 4126618 1 41 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
38886 Bacteria_16S 4201546 4201586 1 41 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
38886 Bacteria_16S 4203044 4203084 1 41 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
38886 Bacteria_16S 4204592 4204632 1 41 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
38886 Bacteria_16S 4207620 4207687 8 75 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 
38886 Bacteria_16S 4216814 4216854 1 41 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
38886 Bacteria_16S 4224415 4224447 8 40 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 
38886 Bacteria_16S 4233457 4233493 1 37 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
38886 Bacteria_16S 504 543 1 40 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
38886 Bacteria_16S 2043 2082 1 40 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
38886 Bacteria_16S 10872 10903 7 38 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 


longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 
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265678980 


122905 12429 


Micr 
gi 


gi 


gi 


gi 


265678979 
sequence 


265678978 
12591 
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3 Micrococci 
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1 40 gi|265679015|ref|NR_029323.1| Pseudonocardia 
equence 72731 74244 Pseudonocardia 
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1 40 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
84529 Anaerofilum agile Bacteria; Firmicutes; 
Ruminococcaceae; Anaerofilum. 
1 40 gi|265679005|ref|NR_029313.1| Anaerofilum 
86091 87556 Anaerofilum 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 
40 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Halobacillus. 
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38886 Bacteria_16S 245684 245723 1 40 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

38886 Bacteria_16S 262139 262178 1 40 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

38886 Bacteria_16S 265190 265229 1 40 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
38886 Bacteria_16S 268192 268231 1 40 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

38886 Bacteria_16S 310740 310779 1 40 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

38886 Bacteria_16S 329005 329044 1 40 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

38886 Bacteria_16S 336838 336877 1 40 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

38886 Bacteria_16S 348915 348954 1 40 gi| 265678825 |ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

38886 Bacteria_16S 375654 375693 1 40 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 

38886 Bacteria_16S 377219 377258 1 40 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

38886 Bacteria_16S 387945 387984 1 40 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

38886 Bacteria_16S 389417 389456 1 40 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

38886 Bacteria_16S 392606 392645 1 40 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

38886 Bacteria_16S 397100 397139 1 40 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

38886 Bacteria_16S 398620 398659 1 40 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

38886 Bacteria_16S 401760 401799 1 40 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

38886 Bacteria_16S 404838 404877 1 40 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

38886 Bacteria_16S 406395 406434 1 40 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

38886 Bacteria_16S 423434 423473 1 40 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

38886 Bacteria_16S 432749 432788 1 40 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

38886 Bacteria_16S 449676 449715 1 40 gi| 265678755 |ref|NR_029060.1| Saccharothrix 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 
Bacteria_16S 
strain A10 16S ri 


38886 


38886 


ribosomal RNA, 


Saccharothrix. 
469404 469443 1 


489456 489495 1 


40 


bosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
Bacteria_16S 
strain QH3A7 16S 


40 


complete sequence 


gi| 265678738 |ref|NR_029043.1 
468944 470395 Actinomadura 
Streptosporangineae; 


Actinomadura latina 
latina Bacteria; 
Thermomonosporaceae; 


gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
488917 490451 Jonesia quinghaiensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 


38886 


38886 


Bacteria_16S 
strain Sd/3 16S r 
Firmicutes; 


Pseudonocardiaceae; 


38886 


38886 


38886 


strain IDA1967 16 
Firmicutes; 


38886 


variabile strain 
Bacteria; 


38886 


prausnitzii strai 
prausnitzii Bacte 


38886 


psychrophilum str 
psychrophilum Bac 


38886 


strain Z 4493 16S 
Firmicutes; 


38886 


strain CMS90 16S 


38886 


CMS 76or 16S ribo 
Actinobacteridae; 


38886 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


38886 


strain CK74 16S r 
Firmicutes; 


38886 


indolicum strain 
Bacteria; 


38886 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


38886 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


38886 


marismortui strai 
Bacteria; 


38886 


paurometabolica s 


Pseudonocardineae; 


38886 


Bacteria_16S 
benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 
Bacteria_16S 
contaminans strai 
contaminans Bacte 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 
Bacteria_16S 

antarctica strain 
antarctica Bacter 


ria; 


Bacillales; 


Firmicutes; 


ria; 


teria; 


501845 501884 1 
Bacillaceae; 


506417 506456 1 


Pseudonocardia. 
523118 523157 1 


526153 526192 1 


Firmicutes; 
532209 532248 1 


Bacillaceae; 
539871 539910 1 


Clostridia; 
594453 594492 1 


Firmicutes; 
609534 609573 1 


Firmicutes; 
632381 632420 1 


Clostridiales; 
646299 646338 1 
647830 647869 1 
668731 668770 1 
683793 683820 1 
Clostridiales; 


685326 685365 1 


704888 704927 1 


713874 713913 1 


718586 718625 1 


n 123 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


740043 740082 1 


Bacillales; 


40 


ibosomal RNA, partial sequence 
Bacillus. 


40 


DVS 5al 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


40 


40 


n R-16222 16S ribosomal RNA, partial sequence 
Bacillales; 


40 


S ribosomal RNA, partial sequence 
Bacillus. 


40 


40 


n ATCC 27768 16S ribosomal RNA, partial sequence 
Clostridia; 


40 


ain CMS 530r 16S ribosomal RNA, partial sequence 
Planococcaceae; Planomicrobium. 


40 


ribosomal RNA, partial sequence 


Clostridia; Eubacteriaceae; 


40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


40 


40 


ain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Arcanobacterium. 


28 


ibosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


40 


In04 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


40 


40 


E347 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


40 


40 


train YIM 90007 16S ribosomal RNA, partial sequence 


Bacillaceae; Anoxybacillus. 


gi|265678717|ref|NR_029022.1| Bacillus indicus 
501307 502811 Bacillus indicus Bacteria; 


gi|265678714|ref|NR_029019.1| Pseudonocardia 


505922 507359 Pseudonocardia 
Actinomycetales; Pseudonocardineae; 


gi|265678703|ref|NR_029008.1| Pseudonocardia 


ain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
acteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; Pseudonocardiaceae; 


265678701 Anoxybacillus 


Anoxybacillus 


gi ref|NR_029006.1 


525601 527141 


gi|265678697|ref|NR_029002.1| Bacillus drentensis 
531745 533182 Bacillus drentensis Bacteria; 


gi|265678692|ref|NR_028997.1| Subdoligranulum 


BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Clostridiales; 


Ruminococcaceae; Subdoligranulum. 
gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 
Clostridiales; Ruminococcaceae; Faecalibacterium. 
gi|265678645|ref|NR_028950.1| Planomicrobium 
609006 610485 Planomicrobium 


gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 

631874 633351 Acetobacterium tundrae Bacteria; 
Acetobacterium. 

gi|265678620|ref|NR_028925.1| Arthrobacter roseus 


645783 647259 Arthrobacter roseus Bacteria; 


Arthrobacter. 


gi|265678619|ref|NR_028924.1| Kocuria polaris strain 


somal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; 


Kocuria. 


265678603|ref|NR_028908.1| Arcanobacterium 
Arcanobacterium 


Actinomycineae; 


gi 


gi| 265678593 |ref|NR_028898.1| Clostridium acidisoli 
683287 684723 Clostridium acidisoli Bacteria; 
Clostridium. 
265678592 |ref|NR_028897.1| Desulfobacterium 
684774 686292 Desulfobacterium indolicum 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_028884.1| Friedmanniella 


gi 


gi|265678579 


EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
acteria; Actinobacteridae; Actinomycetales; 


Propionibacterineae; Nocardioidaceae; 


265678573|ref|NR_028878.1| Mycobacterium 
713359 714869 Mycobacterium botniense 
Corynebacterineae; Mycobacteriaceae; 


gi 


gi| 265678569 |ref|NR_028873.1| Virgibacillus 


complete sequence 718019 719581 Virgibacillus marismortui 


gi|265678554|ref|NR_028858.1 


739522 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Pseudonocardiaceae; 


755782 755821 1 


Saccharomonospora. 


40 


VKM Ac-1800 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


gi|265678542|ref|NR_028846.1| Agromyces albus strain 
755262 756747 Agromyces albus Bacteria; 


38886 Bacteria_16S 761810 761849 1 40 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

38886 Bacteria_16S 764939 764978 1 40 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

38886 Bacteria_16S 766476 766515 1 40 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
38886 Bacteria_16S 772584 772623 1 40 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

38886 Bacteria_16S 774119 774158 1 40 gi|265678530|ref|NR_028834.1| Prauserella alba 


strain YIM90005 1 


38886 


Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 
38886 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
38886 
zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 

38886 
shriftii strain D 
Bacteria; Firmicu 
38886 
strain S1 16S rib 


38886 
strain U 16S ribo 
Bacillales; Bacil 
38886 
radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 

38886 
microaerophilum s 
microaerophilum B 
Propionibacteriac 
38886 
strain Kl 16S rib 
Proteobacteria; D 
38886 
strain K24 16S ri 
Actinobacteria; A 


Bacteria_16S 
in 7 16S ribosomal RNA, partial sequence 


Bacteria_16S 
n 6330 16S ribosomal RNA, partial sequence 81510 
ales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; Thermodes 
erium. 


815593 815632 1 


Thermodesulfobacteria; 


40 gi 


acteria; Actinobacteridae; Actinomycet 


817131 817170 1 40 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; 
836931 836970 1 40 
osomal RNA, partial sequence 


gi 
836 
839995 840034 1 40 gi 
laceae; Geobacillus. 

851923 851962 1 40 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 


38886 


Actinobacteria; A 
38886 
strain VKM Ac-179 


Bacteria_16S 


Bacteria_16S 


nce 
Halobacteroidaceae; 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


265678502 


265678501 
81658 


265678488 
449 83791 


265678486 


somal RNA, partial sequence 839468 840930 Geobacill 


265678478 


1 sequence 
e; Actinomycet 


donocardineae; 


2 Prauserella alba Bacteria; 
Pseudonocardiaceae; Prauserella. 


80584 
ulfobacter 


Pseudono 


iales; Thermodes 
ref|NR_028805.1 
9 816530 Pseudo 


cardineae; P 


ref |NR_028804.1 
1 817998 Seleni 
Selenihala 
ref |NR_028791.1 
Nocardiacea 
NR_028789.1 
us uzenensis 


ref 


ref |NR_028781.1 
851409 852783 
ales; Kineos 


781878 781917 1 40 gi|265678524|ref|NR_028828.1| Xylanimonas 
train XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Xylanimonas. 
806372 806407 8 43 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 


2 807361 Thermodesulfobacterium 


ulfobacteriaceae; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Nocardia fluminea 


0 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


e; Nocardia. 
Geobacillus uzenensis 
Bacteria; Firmicutes; 


Kineococcus 
Kineococcus 
poriineae; 


854937 854976 1 40 gi|265678475|ref|NR_028778.1| Propionibacterium 
train M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionibacterium. 

859630 859669 1 40 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
osomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 


eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

861137 861176 1 40 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
bosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
ctinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 

877635 877674 1 40 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 

strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
ctinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 

885229 885268 1 40 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
9 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 


Bacteria; Actinob 
Rathayibacter. 


38886 


strain VKM Ac-180 


38886 


VKM Ac-1401 16S r 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
886763 886802 1 40 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
4 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 
911323 911362 1 40 gi| 265678437 |ref|NR_028739.1| Leifsonia poae strain 
ibosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
912845 912884 1 40 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
train NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Lechevalieria. 
914403 914442 1 40 gi| 265678435 |ref|NR_028737.1| Actinosynnema 


38886 


Bacteria_16S 


pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 


913891 915394 


38886 


litoralis strain 
Bacteria; 


38886 


strain SJ 16S rib 


38886 


caldoxylosilyticu 
caldoxylosilyticu 


38886 


selenitireducens 
selenitireducens 


38886 


strain Y9 16S rib 


38886 


strain 1480D 16S 
Firmicutes; 


38886 


strain T7 16S rib 
Firmicutes; 


38886 


strain IFM 10035 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 


s Bacteria; 


934588 934627 1 


936115 936154 1 


957803 957842 1 


Firmicutes; 
959340 959379 1 
Firmicutes; Bacill 
963905 963944 1 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1006894 1006933 1 


ribosomal RNA, partial sequence 
Bacillales; 


Bacillaceae; Bacillus 
1008355 1008394 1 


osomal RNA, partial sequence 
Bacillales; 


Bacillaceae; Bacillus 
1038833 1038872 1 


sequence 
Bdellovibrionales; 


Bacillales; 


40 gi 


JS5 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


40 gi 


935581 93704 


40 gi 


40 gi 


strain MLS10 16S ribosomal RNA, partial sequence 
Bacteria; 


ales; 


40 gi 


963457 96488 
Corynebacterineae; 


40 gi 


40 gi 


1007814 10092 


40 gi 


16S ribosomal RNA, partial sequence 1038318 10398 


1006359 10077 


265678422 |ref 
Bac 
265678421|ref 
Bacteriovorac 
265678406 |ref 


s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 
Bacillaceae; 


Geo 


265678405 |ref 


265678402|ref 
265678373 |ref 
265678372 


ref 


265678352 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


38886 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 


Bacteria_16S 


1040342 1040381 1 


40 gi 


265678351|ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


38886 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 


Bacteria_16S 


1041880 1041919 1 


40 gi 


265678350|ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


38886 


strain IFM 10084 


Bacteria_16S 


1043440 1043479 1 


40 gi 


16S ribosomal RNA, partial sequence 1042934 10444 


265678349 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


38886 


strain YZ-96 16S 


Bacteria_16S 


1044996 1045035 1 


ribosomal RNA, partial sequence 


40 gi 


1044481 10459 


265678348 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


38886 


strain IFM 0245 1 


Bacteria_16S 


1052572 1052611 1 


40 gi 


6S ribosomal RNA, partial sequence 1052113 10535 


265678342 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


38886 


desulfuricans str 
desulfuricans Bac 


38886 


acidiphilus strai 
acidiphilus Bacte 


38886 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; 


38886 


strain JCM 4837 1 


38886 Bacteria_16S 1102108 11021471 40 gi| 265678308 |ref|NR_028610.1 
strain 14 16S ribosomal RNA, partial sequence 1101592 11031 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
38886 Bacteria_16S 1112809 1112848 1 40 gi|265678300|ref|NR_028601.1 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

38886 Bacteria_16S 1114351 1114390 1 40 gi|265678299|ref|NR_028600.1 
strain I-132 16S ribosomal RNA, partial sequence 1113840 11153 

Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
38886 Bacteria_16S 1115877 11159161 40 gi| 265678298 |ref|NR_028599.1 
strain I-273 16S ribosomal RNA, partial sequence 1115364 11168 

Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
38886 Bacteria_16S 1147612 11476511 40 gi|253680758|ref|NR_028006.1 


strain IMMIB R-14 
Actinobacteria; Actinoba 


38886 


multipartita DSM 44233 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


34 16S 


1058666 1058705 1 
Deferribacteres; 


1063232 10632711 


1075117 1075156 1 


1085503 1085542 1 


1161230 1161269 1 


40 gi 


ain SSM1 16S ribosomal RNA, partial sequence 
Deferribacterales; 


40 gi 


n TA-67 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclobacillaceae; 


40 gi 


ain Mb8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycet 
Rhodococcus. 


40 gi 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


40 gi 


265678338 |ref 


Deferriba 
265678335|ref 


Al 


265678327 |ref 


265678319|ref 


228721225|ref 


4 Bacteriovorax 


958824 960272 
Bacillaceae; Bacil 


1058138 105957 


1062699 106423 


1074605 107593 


81 Streptomyces 
Streptomycineae; S 


1147115 1148603 Nocard 


NR_028724.1 


teriovoracac 
NR_028723.1 


aceae; Bacte 
NR_028708.1 


bacillus. 
NR_028707.1 


lus. 
NR_028704.1 


Nocardiacea 
NR_028675.1 


NR_028674.1 


NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028640.1 


cteraceae; D 
NR_028637.1 


icyclobacill 
NR_028629.1 


ales; Coryne 
NR_028621.1 


treptomyceta 


Nocardiacea 


Bacteriovorax 


934056 935530 Bacteriovorax litoralis 


eae; Bacteriovorax. 
Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 
Geobacillus 
Geobacillus 


Bacillus 
Bacillus 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
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13 Kineosporia rhamnosa Bacteria; 
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Nocardia ignorata 
ia ignorata Bacteria; 
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Nakamurella 


NR_027604.1 


1160739 1162206 Nakamurella multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 


38886 Bacteria_16S 1164277 1164316 1 40 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 


DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

38886 Bacteria_16S 1177915 1177954 1 40 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

38886 Bacteria_16S 1200578 1200617 1 40 gi| 228715386 |ref|NR_027531.1| Aminobacterium 


colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

38886 Bacteria_16S 1220144 1220183 1 40 gi|219878362|ref|NR_025501.1| Allofustis seminis 
strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 
38886 Bacteria_16S 1221660 1221699 1 40 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

38886 Bacteria_16S 1226210 1226249 1 40 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 


38886 Bacteria_16S 1232315 12323541 40 gi|219878271|ref|NR_025410.1| Bartonella 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 1231844 1233289 Bartonella 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
38886 Bacteria_16S 1245956 1245995 1 40 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
38886 Bacteria_16S 1296923 1296962 1 40 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

38886 Bacteria_16S 1315196 1315235 1 40 gi|228716557|ref|NR_027552.1| Bacillus subtilis 


subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


38886 Bacteria_16S 1316743 1316782 1 40 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

38886 Bacteria_16S 1325981 1326020 1 40 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

38886 Bacteria_16S 1333662 1333701 1 40 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 
38886 Bacteria_16S 1344364 1344403 1 40 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 
38886 Bacteria_16S 1348964 1349003 1 40 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 
38886 Bacteria_16S 1368532 1368563 7 38 gi|228718692|ref|NR_027575.1| Desulfovibrio 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
38886 Bacteria_16S 1371552 1371575 6 29 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 
38886 Bacteria_16S 1401609 1401648 1 40 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 
38886 Bacteria_16S 1416597 1416636 1 40 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
38886 Bacteria_16S 1418152 1418191 1 40 gi| 224581446 |ref|NR_027228.1| Helcococcus ovis 
strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 


38886 Bacteria_16S 1419647 1419686 1 40 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

38886 Bacteria_16S 1435110 1435149 1 40 gi|224581431|ref|NR_027213.1| Paenibacillus 


antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


38886 Bacteria_16S 1439745 1439784 1 40 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
38886 Bacteria_16S 1441325 14413641 40 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
38886 Bacteria_16S 1457827 1457866 1 40 gi|224581414|ref|NR_027195.1| Arcanobacterium 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 


bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Arcanobacterium. 
38886 Bacteria_16S 1460816 1460855 1 40 gi|224581412|ref|NR_027193.1| Kocuria carniphila 


strain CCM 132 16 


S ribosomal RNA, partial sequence 


1460297 146 


18 


11 Kocuria carniphila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

38886 Bacteria_16S 1513679 1513718 1 40 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

38886 Bacteria_16S 1521159 1521198 1 40 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

38886 Bacteria_16S 1524296 1524335 1 40 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

38886 Bacteria_16S 1527321 1527360 1 40 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

38886 Bacteria_16S 1528825 1528864 1 40 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

38886 Bacteria_16S 1530333 1530372 1 40 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

38886 Bacteria_16S 1534868 1534907 1 40 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

38886 Bacteria_16S 1536377 1536416 1 40 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

38886 Bacteria_16S 1537939 1537978 1 40 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

38886 Bacteria_16S 1539499 1539538 1 40 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
38886 Bacteria_16S 1541048 1541087 1 40 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

38886 Bacteria_16S 1542608 1542647 1 40 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

38886 Bacteria_16S 1554649 1554688 1 40 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

38886 Bacteria_16S 1575551 1575590 1 40 gi| 219856867 |ref|NR_024686.1| Lentzea waywayandensis 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
38886 Bacteria_16S 1613788 1613827 1 40 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
38886 Bacteria_16S 1630416 1630455 1 40 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

38886 Bacteria_16S 1635078 1635117 1 40 gi|219878453|ref|NR_025592.1| Planococcus 


maitriensis strai 
Bacteria; Firmicu 


n S1 16S ribosomal RNA, partial sequence 
tes; Bacillales; Planococcaceae; Planoco 


1634530 1635961 Planoc 
ccus. 


occus maitriensis 


38886 Bacteria_16S 1636540 1636579 1 40 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

38886 Bacteria_16S 1638031 1638070 1 40 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

38886 Bacteria_16S 1651716 1651755 1 40 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

38886 Bacteria_16S 1660957 1660996 1 40 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

38886 Bacteria_16S 1662471 1662510 1 40 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 

38886 Bacteria_16S 1664011 1664050 1 40 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
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1689823 1689862 1 40 gi|219878414|ref|NR_025553.1| Planococcus 
in M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
tes; Bacillales; Planococcaceae; Planococcus. 

1702256 1702295 1 40 gi|219878406|ref|NR_025545.1| Halobacillus 

MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
tes; Bacillales; Bacillaceae; Halobacillus. 
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ain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
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n HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

1747895 1747934 1 40 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
6S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
ridia; Clostridiales; Veillonellaceae; Megamonas. 
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ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1806958 1806997 1 


ia 
ac 


al 
e; 


v 


40 gi 
oc 
1808511 1808550 1 40 gi 
n CMS 26o0r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1811539 1811578 1 40 gi 
flaccumfaciens strain LMG 3645 16S r 
iens pv. 
Microbacteriaceae; Cur 
40 gi 
6S ribosomal RNA, partial sequ 
Actinobacteridae; Actinomycet 


se 
ac 


ib 


Micrococcineae; to 
1816150 1816189 1 
43828 1 


acteria; 


en 
al 


1819216 1819255 1 40 gi 


S ribosomal RNA, partial sequence 


219878343 


nce 


Actinomyc 


219878334 
1 sequen 


eae; 


219878332 
sequenc 
Actinomycet 


219878331 
16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occin 


219878330 


quenc 
eae; 


219878328 
osomal R 


bacte 


219878325 


ce 18 
es; P 


219878323 
6S ribosomal RNA, partial sequence 1818718 18201 


6S ribosomal RNA, partial sequence 1821775 18232 


1841624 18431 


Bac 


e 


eae; 


e 
Pla 


riu 


156 
seu 


ref 


etal 


ref 


ref 


ref 
noco 


ref 
NA, 


ref 


1788037 17895 
es; 


Ss. 


1804913 18063 
ales; Micro 


Cellulomonada 


1807983 18094 
ccus. 


cardineae; 


NR_025482.1 
Frankin 


NR_025473.1 
ce 1801788 18032 
illu 


ref|NR_025471.1 


NR_025470.1 
32 Oerskovia jenensis Bacteria; 


NR_025469.1 


NR_025467.1 
partial seq 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
m. 

ref |NR_025464.1 
46 1817129 Kibde 
dono 


NR_025462.1 
91 Plantibacter 


A 
e 


9 


9 
c 


Cc 


6 


u 


1 
P 


38886 


Bacteria_16S 


strain 3S-1 16S r 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
38886 Bacteria_16S 1886434 1886473 1 40 gi| 219878274 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 


halophila Bacteri 
Pseudonocardiacea 
38886 
strain DSM 11713 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

38886 Bacteria_16S 1892563 1892602 1 40 gi|219878269|ref|NR_025408.1 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 189204 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

38886 Bacteria_16S 1901679 19017181 40 gi|219878262|ref|NR_025401.1 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 190257 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 


Actinomycetaceae; 
38886 
strain DSM 12654 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 

1848269 1848308 1 40 gi| 219878303 |ref|NR_025442.1 
n CCUG 44697 16S ribosomal RNA, partial sequence 1847763 184924 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
Arcanobacterium. 

1870984 1871023 1 40 gi| 219878287 |ref|NR_025426.1 


1870444 18719 


Bacteria_16S 
16S ribosomal RNA, partial sequence 1890504 18919 


Bacteria_16S 


Actinomyces. 
1911855 1911894 1 


40 gi 


lales; Planococcaceae; Ureibacillus. 


38886 


Bacteria; Firmicu 


Bacteria_16S 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 


1914900 1914939 1 40 gi 


tes; Bacillales; Paenibacillaceae; 


219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


219878252 


ref 


ref 


ref 


1885917 18874 


a; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoca 
e; Saccharomonospora. 
1891042 1891081 1 40 gi|219878270|ref|NR_025409.1 


NR_025413.1 


NR_025394.1 
21 Ureibacillus terrenus Bacteria; 


NR_025391.1 
1914361 1915860 Paenibacillus azoreducens 
Paenibacillus. 


2 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Bacillus 
0 Bacillus 


Oerskovia 
8 Oerskovia 
occineae; 


Oerskovia jenensis 

eae; Oerskovia. 
Planococcus 

1 Planococcus 
Curtobacterium 


ence 1811040 1812516 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Halobacillus trueperi 
cillus trueperi 


Gulosibacter 
7 Gulosibacter 


occineae; 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Actinomyces 
5 Actinomyces 


mycineae; 


Ureibacillus terrenus 


Paenibacillus 


38886 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiaceae; 


38886 


strain LMG 18435 
Firmicutes; 


38886 


strain LMG 18419 
Firmicutes; 


38886 


strain LMG 17489 
Firmicutes; 


38886 


spinosispora stra 
spinosispora Bact 
Pseudonocardiaceae; 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


1924127 1924166 1 40 


1940829 1940868 1 40 


Bacillaceae; Bacillus. 
1942374 1942413 1 40 


Paenibacillaceae; 
1945538 1945577 1 40 


Bacillaceae; Bacillus. 
1950116 1950155 1 40 


1980410 1980449 1 40 


gi| 219878245 


n LM 157 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


gi|219878234 


gi|219878233 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillus. 


gi|219878231 


16S ribosomal RNA, partial sequence 1945009 19464 
Bacillales; 


gi|219878228 


in LM 141 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


gi|219878208 


Actinomycetales; 


Actinomycetales; 


haemolyticum stra 


haemolyticum DSM 
Actinomycetaceae; 


Arcanobacterium. 


in CIP 103370 16S ribosomal RNA, partial 
20595 Bacteria; Actinobacteria; Actinobacteridae; 


38886 


hesperidum strain 
Bacteria; 


38886 


Bacteria_16S 


Bacteria_16S 


2032188 2032227 1 40 


Firmicutes; Bacillales; Alicyclobacillaceae; 


2038336 2038375 1 40 


strain LMG 12370 
Firmicutes; Bacil 


FR-11 16S ribosomal RNA, partial sequence 20316 


ref |NR_025384.1| Pseudonocardia 
1923611 1925122 Pseudonocardia 

Pseudonocardineae; 

Bacillus shackletonii 


ref |NR_025373.1 


16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Bacillales; 


Paenibacillus cookii 
cookii Bacteria; 


ref |NR_025372.1 
47 Paenibacillus 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


ref |NR_025367.1| Pseudonocardia 
1949601 1951112 Pseudonocardia 

Pseudonocardineae; 

Arcanobacterium 


ref |NR_025347.1 


sequence 1979903 1981385 Arcanobacterium 


Actinomycetales; Actinomycineae; 


gi|219878174|ref|NR_025313.1] Alicyclobacillus 
81 2033165 Alicyclobacillus hesperidum 
Alicyclobacillus. 
gi| 219878169 |ref|NR_025308.1| Virgibacillus proomii 


16S ribosomal RNA, partial sequence 2037802 20393 


07 Virgibacillus 


proomii Bacteria; 


lales; Bacillaceae; Virgibacillus. 


38886 


strain KK19 16S r 
Firmicutes; 


38886 


burkinensis strai 


Bacteria_16S 


Bacteria_16S 


burkinensis Bacteria; 


38886 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae; 


38886 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, 
Bacillales; 


2047722 2047761 1 40 


Paenibacillaceae; 
2049286 2049325 1 40 


n DSM 6283 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
2053948 2053987 1 40 


ain CFBP 4521 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2070689 2070728 1 40 


complete sequence 
Paenibacillus. 


gi|219878160 
2047168 20487 


gi|219878159 


Clostridiales; Veillonellaceae; 


gi|219878155 


gi|219878143 


xylanilyticus strain XE 16S ribosomal RNA, 


xylanilyticus Bac 
38886 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
38886 
strain SW-72 16S 
Firmicutes; Bacil 


Bacteria_16S 


Bacteria_16S 


teria; Firmicutes; 
2078311 2078350 1 
DSM 20700 16S ribosomal 


eae; Propionibacterium. 
2095128 2095167 1 


Bacillales; 


ia; Actinobacteria; Actinobacteridae; 


ribosomal RNA, partial sequence 


complete sequence 
Paenibacillaceae; 

40 gi| 219878137 
RNA, partial sequence 


40 gi| 219878125 
2094597 20961 


lales; Bacillaceae; 


Bacillus. 


38886 


Bacteria_16S 


2114871 21149101 40 


strain TF-9 16S ribosoma 


Firmicutes; Bacil 
38886 
strain HSL-3 16S 


Firmicutes; Bacil 


1 RNA, partial sequence 


Bacteria_16S 


lales; 
2119479 211951 
ribosomal RNA, 


lales; Bacillaceae; 


Planococcaceae; 


Planococcus. 
81 40 


partial sequence 


Halobacillus. 


38886 


Bacteria_16S 


2139113 2139152 1 40 


gi|219857658 
2114343 21158 


gi|219857655 
2118933 21204 


gi|219857642 


Paenibacillus borealis 
borealis Bacteria; 


ref|NR_025299.1 
07 Paenibacillus 


ref|NR_025298.1] Anaeroarcus 
2048758 2050263 Anaeroarcus 
Anaeroarcus. 


ref|NR_025294.1| Streptomyces 


sequence 2053442 2054919 Streptomyces 
Actinomycetales; 


Streptomycineae; 


ref|NR_025282.1| Thermobacillus 
2070125 2071678 Thermobacillus 
Thermobacillus. 
ref|NR_025276.1| Propionibacterium 

2077807 2079320 Propionibacterium 


Actinomycetales; Propionibacterineae; 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 
Planococcus maritimus 


ref|NR_025247.1 


49 Planococcus maritimus Bacteria; 


palatopharyngis s 


palatopharyngis Bacteria; 
Pseudonocardiaceae; 
Bacteria_16S 


38886 
strain YIM 90001 


train 1Bdz 16S ribosomal 


Amycolatopsis. 
2149683 2149722 1 


Actinobacteria; Actinobacteridae; 


RNA, partial sequence 


40 gi|219857635 


16S ribosomal RNA, partial sequence 2149165 21506 


Actinomycetales; 


Actinobacteria; Actinoba 
38886 Bacteria_16S 
strain F829 16S ribosoma 
Actinobacteria; Actinoba 
38886 Bacteria_16S 
chloroethenivorans strai 
chloroethenivorans Bacte 
Pseudonocardiaceae; Pseu 
38886 Bacteria_16S 
fermentum strain Z-7984 

Bacteria; Firmicutes; Ba 


1 RNA, partial sequence 


donocardia. 


2190638 2190677 1 40 
16S ribosomal RNA, partial sequence 21901 
cillales; Bacillaceae; Amphibacillus. 


38886 


strain Z-7792 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


Bacteria_16S 


2192135 21921741 40 


cteridae; Actinomycetales; Pseudonocardineae; 
2161642 2161681 1 40 


gi|219857627 
2161153 21625 


cteridae; Actinomycetales; Corynebacterineae; 
2166282 2166321 1 40 
n SL-1 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; Ac 


219857624 
sequenc 


gi 


gi|219857605 


gi|219857604 
2191612 21930 


Halobacillus salinus 
salinus Bacteria; 


ref |NR_025244.1 
54 Halobacillus 


ref|NR_025231.1| Amycolatopsis 
2138615 2140041 Amycolatopsis 
Pseudonocardineae; 


ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; Prauserella. 
ref|NR_025216.1| Nocardia caishijiensis 
78 Nocardia caishijiensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_025213.1| Pseudonocardia 

e 2165786 2167229 Pseudonocardia 
tinomycetales; Pseudonocardineae; 


ref|NR_025193.1| Amphibacillus 
08 2191561 Amphibacillus fermentum 


ref|NR_025192.1| Amphibacillus tropicus 
37 Amphibacillus tropicus Bacteria; 


38886 
maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 
38886 
strain 7d 16S rib 
Proteobacteria; A 
38886 
aminoxidans strai 
Bacteria; Proteob 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2195101 21951401 40 gi 
ain M712 16S ribosomal RNA, partial sequ 
teria; Actinobacteria; Actinobacteridae; 
dococcus. 

2220824 2220863 1 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanthob 
2222233 22222721 40 gi 
n 14a 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobiale 


40 gi 


219857602 


ence 


Actinomycetales; 


219857585 
2220358 22217 


acterace 


219857584 


e 22217 
s; Xanth 


ref|NR_025190.1] Rhodococcus 
2194621 2196031 Rhodococcus 
Corynebacterineae; 


ref|NR_025173.1| Xanthobacter viscosus 
41 Xanthobacter viscosus Bacteria; 

ae; Xanthobacter. 
ref|NR_025172.1] Xanthobacter 

92 2223169 Xanthobacter aminoxidans 
obacteraceae; Xanthobacter. 


38886 


strain YIM 21741 


Bacteria_16S 


2228390 2228429 1 


40 


gi| 219857580 


16S ribosomal RNA, partial sequence 2227890 22293 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


38886 


strain SK-1 16S r 
Firmicutes; 


38886 


strain NRRL B-231 
Firmicutes; 


38886 


strain 91-4 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


Bacillales; 


2266678 2266717 1 


Bacillaceae; 
2285058 2285097 1 


Bacillaceae; 
2295497 2295536 1 


40 


ibosomal RNA, partial sequence 
Geobacillus. 


40 


54 16S ribosomal RNA, partial sequence 
Bacillus. 


40 


ibosomal RNA, partial sequence 


gi|219857555 
2266147 22676 


219857542 
22845 


gi 


gi| 219857533 
2295034 22964 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


38886 


strain IBS 193 16 


Bacteria_16S 


2296963 2297002 1 


40 


S ribosomal RNA, partial sequence 


gi|219857532 
2296489 22979 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


38886 Bacteria_16S 2310589 2310628 1 40 gi| 219857522 
strain A290 16S ribosomal RNA, partial sequence 2310109 23115 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

38886 Bacteria_16S 2312131 23121701 40 gi| 219857521 


subterraneus stra 
Bacteria; 


38886 


strain BG29 16S r 
Firmicutes; 


38886 


sulfidophilum str 
sulfidophilum Bac 


38886 


NRRL B-24104 16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


Bacillales; 
2337670 2337709 1 


Clostridiales; 
2339220 2339259 1 


ain BR4 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 
2342267 2342306 1 


in 34 16S ribosomal RNA, partial sequence 
Bacillaceae; 


40 


ibosomal RNA, partial sequence 
Clostridia; 


Heliobac 
40 


40 


ribosomal RNA, partial sequence 


23115 
Geobacillus. 
gi| 219857503 
2337153 23386 
teriaceae; Helioba 
gi| 219857502 


complete sequence 


Clostridiales; He 
gi| 219857500 
2341772 23432 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


38886 


granivorans strain A30 16S ribosomal RNA, partial sequence 23447 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
38886 Bacteria_16S 2360501 2360540 1 40 gi| 219857487 
strain K265 16S ribosomal RNA, partial sequence 2360002 23614 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
38886 Bacteria_16S 2362019 2362058 1 40 gi|219857486 
strain K300 16S ribosomal RNA, partial sequence 2361525 23629 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
38886 Bacteria_16S 2381725 2381764 1 40 gi| 219857472 


strain YKJ-10 16S 
Firmicutes; 


38886 


strain IMMIB D-15 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


2345330 2345369 1 


Bacillaceae; 
2383236 2383275 1 


40 


ribosomal RNA, partial sequence 
Bacillus. 


40 


92 16S ribosomal RNA, partial sequence 


gi|219857497 


2381197 23827 


219857471 
23827 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


38886 


aquimarina strain 
Bacteria; 


38886 


strain ATCC 17747 
Firmicutes; 


38886 


chinjuensis strai 
Bacteria; 


38886 


strain AS4.1521 1 


Bacteria_16S 
Firmicutes; 
Bacteria_16S 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Clostridia; 


2398398 2398437 1 
Bacillales; 
2402954 2402993 1 
2431924 2431963 1 


Bacillales; 
2438013 2438052 1 


40 


SW28 16S ribosomal RNA, partial sequence 
Planococcaceae; 


40 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


40 


n WN9 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


40 


219857461 
23978 
Sporosarcina. 
gi| 219857458 
24024 
Veillonel 
219857436 
24314 
Paenibacillus 
gi| 219857429 


gi 


gi 


6S ribosomal RNA, partial sequence 2437523 24389 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


38886 


koreense strain J 
Bacteria; 


38886 


pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


2444119 2444158 1 


Bacillales; 
2513587 2513626 1 


40 


G07 16S ribosomal RNA, partial sequence 
Planococcaceae; 


40 


219857423 
24435 
Planomicrobium. 


gi 


ref|NR_025168.1 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


; Microbacteriac 
ref|NR_025143.1 


eae; Agromyces. 
Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


ref|NR_025130.1 
30 2285939 Bacill 


ref|NR_025121.1 


Bacillus sonorensis 
us sonorensis Bacteria; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella. 
ref|NR_025120.1 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Bartonella. 
ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomon 


ref|NR_025109.1 
80 2313074 Geobac 


ref |NR_025091.1 


Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Geobacillus 
illus subterraneus 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


cterium. 
ref|NR_025090.1 

2338702 234021 
liobacteriaceae; 
ref|NR_025088.1 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


Pseudonocar 
NR_025085.1 
86 2346268 Paenib 


eae; 
ref 


ref|NR_025075.1 


diaceae; Crossiella. 
Paenibacillus 
acillus granivorans 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


; Microbacteriac 
ref|NR_025074.1 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


; Microbacteriac 


ref|NR_025060.1 


eae; Subtercola. 
Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025049.1 
69 2399376 Sporos 


ref |NR_025046.1 
23 2403914 Veillo 
la. 
ref |NR_025024.1 
10 2432897 Paenib 


ref|NR_025017.1 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 

Sporosarcina 
arcina aquimarina 


Veillonella criceti 
nella criceti Bacteria; 


Paenibacillus 
acillus chinjuensis 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


eae; Nocardiacea 
ref|NR_025011.1 
92 2445097 Planom 


gi| 219857368 


e; Nocardia. 
Planomicrobium 
icrobium koreense 


ref |NR_024956.1 


Xylanimicrobium 


2513094 2514560 Xylanimicrobium pachnodae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 


38886 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae; 


38886 


strain A3.12 16S 


38886 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


38886 


meridiei strain S 
Bacteria; 


38886 


strain C-29 16S r 


38886 
subsp. 


38886 


acidaminophila st 
acidaminophila Ba 


38886 


strain O 16S ribo 


38886 


strain I 16S ribo 


38886 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


38886 


burkinensis strai 
Bacteria; 


38886 


strain DSM 43194 


38886 


strain DSM 44262 


38886 


mcmeekinii strain 
Bacteria; 


38886 


alkanoclasticum s 
alkanoclasticum B 


38886 


campinasensis str 
campinasensis Bac 


38886 


strain MS1-3 16S 


38886 


juripiscarius str 
juripiscarius Bac 


38886 


strain IST7 16S r 
Spirochaetes; 


38886 


voinovskiensis st 
voinovskiensis Ba 


38886 


MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; 


38886 


Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Firmicutes; 
Bacteria_16S 
Bacteria_16S 
spizizenii 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


Proteobacteria; 


acteria; 


teria; 


teria; 


cteria; 


2518098 2518137 1 


2533313 25333521 


2534819 2534858 1 


2547934 2547957 17 


Clostridia; 
2549400 2549439 1 


2550921 2550960 1 


2566298 2566337 1 


Firmicutes; 
2577083 2577122 1 


2578512 2578551 1 


2587790 2587829 1 


2606276 2606307 7 


2610895 2610934 1 


2612424 2612463 1 


2621724 2621763 1 


Bacillales; 
2633890 2633929 1 


Firmicutes; 
2643156 2643195 1 


Firmicutes; 
2677692 26777311 
2679245 2679284 1 

Firmicutes; 
2694125 26941641 
2697027 2697066 1 


Firmicutes; 
2698581 2698620 1 


Bacillus. 
2719664 2719703 1 


40 


in CN 732 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


40 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; 


40 


Ben 108 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 
Friedmanniella. 


40 


10 16S ribosomal RNA, partial sequence 
Clostridiales; 


40 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


40 


strain NRRL B-23049 16S ribosomal RNA, 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; 


40 


rain DSM 3853 16S ribosomal RNA, partial 
Clostridia; 


40 


somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


40 


40 


Ben 107 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales 
Friedmanniella. 


38 


n HDv 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


40 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


40 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


40 


40 


train MAE2 16S ribosomal RNA, partial 
Bacillales; 


40 


ain 324 16S ribosomal RNA, partial sequence 
Bacillales; 


40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


40 


ain IS40-3 16S ribosomal RNA, partial 
Bacillales; 


40 


ibosomal RNA, partial sequence 


Spirochaetales; Spirochaetaceae; Borrelia. 


40 


rain TH13 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; 


40 


2698052 2699555 Bacillus 


40 


Peptococcaceae; 


Desulfovibrionales; 


Bacillaceae; 


gi|219857365|ref 


gi| 219857355 |ref 


2532800 2534256 Peredibacter 


gi| 219857354 |ref 


gi| 219857345 |ref 


gi|219857344|ref 


Actinomycetales; 


2534307 253578 
Propionibacterineae; 


NR_024953.1 


NR_024943.1 


NR_024942.1 


NR_024933.1 


NR_024932.1 


Streptomyces 


2517611 2519099 Streptomyces 
Streptomycineae; 


Peredibacter starrii 


starrii Bacteria; 
Peredibacter. 


Friedmanniella 
3 Friedmanniella 


Desulfosporosinus 


2547374 2548878 Desulfosporosinus meridiei 
Desulfosporosinus. 


Bartonella koehlerae 


2548929 2550343 Bartonella koehlerae Bacteria; 


219857343 
partial 


gi ref 


gi|219857290|ref 


gi|219857283|ref 


gi| 219857282 |ref 


somal RNA, partial sequence 2577991 2579369 Cellulomonas persica 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219857276|ref 


gi|219857264|ref 


gi| 219857258 |ref 


gi| 219857257 |ref 


Pseudonocar 
gi|219857251|ref|NR_024881.1 
Planomicrobium. 
gi|219857236|ref|NR_024864.1 
sequence 2633347 263479 
Planococcaceae; Planomicrobium. 
gi|219857229|ref|NR_024857.1 
2642624 264413 
Paenibacillaceae; Paenibacillus. 
gi|219857204|ref|NR_024832.1 


Bartonella. 


sequence 
Bacillaceae; 


sequence 2565759 256728 
Clostridiales; Veillonellaceae; 


Cellulomonadac 


2587275 258874 
; Propionibacterineae; 
2605722 2607261 Desulf 


Desulfovibrion 


18 Amycolatopsis 


NR_024931.1 
255039 
NR_024921.1 
NR_024914.1 


NR_024913.1 


NR_024907.1 


NR_024895.1 


NR_024889.1 


Pseudonocar 
NR_024888.1 


Bacillus subtilis 
4 2551802 Bacillus 


Bacillus. 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Cellulomonas iranensis 


lomonas iranensis Bacteria; 
Cellulomonadac 


eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Friedmanniella 

9 Friedmanniella 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Planomicrobium 


S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Planococcaceae; 


Planomicrobium 
1 Planomicrobium 


Paenibacillus 
1 Paenibacillus 


Nocardia takedensis 


2677198 2678645 Nocardia takedensis Bacteria; 


219857203 
sequence 


gi 


Lentibac 


gi|219857192|ref 


2678696 268021 


Nocardiacea 
NR_024831.1 


illus. 
NR_024820.1 


e; Nocardia. 
Lentibacillus 
9 Lentibacillus 


Borrelia turcica 


2693690 2694959 Borrelia turcica Bacteria; 


gi|219857190|ref 


Anoxyba 


gi|219857189|ref 


gi|219857175|ref 


2696496 269800 


NR_024818.1 


cillus. 
NR_024817.1 
asahii Bacte 


Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


Nocardia 


NR_024803.1 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 


38886 


lithotrophicum st 
lithotrophicum Ba 


38886 


pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyc 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 


38886 


strain AM31D 16S 
Firmicutes; 


38886 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; 


38886 


terrae strain IFO 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


Actinokineospora. 
38886 


Bacteria_16S 


2721209 27212447 


2722707 2722746 1 


2725797 2725836 1 


Bacillaceae; 
2746637 2746676 1 


2760050 2760089 1 


2769052 2769091 1 


42 


rain 42BKT 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 


40 


40 


ribosomal RNA, partial sequence 
Bacillus. 


40 


ain Al-22 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


40 


15668 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


40 


strain GTC 854 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


38886 


strain IFO 16295 


38886 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae; 


38886 


cycloheptanicus s 
cycloheptanicus B 


38886 


koleovorans strai 
Bacteria; 


38886 


haemolyticum stra 
haemolyticum Bact 


38886 


strain MK703-102F 


38886 


strain IFO 16238 


38886 


strain IFO 16235 


38886 


CMN3 16S ribosoma 


38886 


strain DSM11031 1 
Firmicutes; 


38886 


strain IFO15566 1 
Firmicutes; 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


Bacillales; 


Bacillales; 


Bacillaceae; 
2770563 2770602 1 


2784177 2784216 1 


2785752 2785791 1 


2788884 2788923 1 


Bacillales; 
2793160 2793239 1 


Firmicutes; 


2833966 2834005 1 


2838480 2838519 1 


2840039 2840078 1 


2844638 2844677 1 


1 RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 


2871021 2871060 1 


Bacillaceae; 
2872598 2872637 1 


Bacillaceae; 
2875763 2875802 1 


Clostridia; 


Bacillus. 


40 


16S ribosomal RNA, partial sequence 2770058 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


40 


40 


40 


80 


40 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


40 


40 


40 


2844116 2845615 Borrelia 


40 


6S ribosomal RNA, partial sequence 
Bacillus. 


40 


6S ribosomal RNA, partial sequence 
Bacillus. 


40 


strain IFO15718 16S ribosomal RNA, partial sequence 


Firmicutes; 
38886 


Bacillales; 
Bacteria_16S 


Bacillaceae; 
2880475 2880514 1 


Bacillus. 


40 


strain JCM9731 16S ribosomal RNA, partial sequence 


gi| 219857174 


gi] 219857173 


gi|219857170 


2725265 27267 


gi| 219857156 


gi] 219857146 


Alicyclobacillus. 


Actinomycetales; 


ence 2759556 2761026 Actino 


ref|NR_024802.1 
2720705 272211 


ref|NR_024801.1 


ref |NR_024798.1 


ref|NR_024784.1 
2746146 274749 
Coryne 


ref|NR_024774.1 


Sulfurovum 
0 Sulfurovum 


Alicyclobacillus 
lobacillus pomorum 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Actinokineospora 
kineospora terrae 


gi|219857138|ref 


Pseudonocardineae; 


NR_024766.1 


Actinosynnemataceae; 


Bacillus okuhidensis 


2768556 2770007 Bacillus okuhidensis Bacteria; 


gi| 219857137 


gi| 219857127 


in VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
eria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


gi| 219857126 


train DSM 4006 16S ribosomal RNA, partial sequence 2785219 278673 
acteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicycloba 


gi|219857124 


n TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenib 


Paenibacillaceae; Paenibacillus. 


gi|219857121 


in ATCC9650 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi| 219856901 


gi| 219856898 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi| 219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


gi|219856894 
gi|219856877 
2870477 28720 


gi|219856876 
2872057 28735 


gi|219856874 


715 


; Actinomycetales; 


Clostridiaceae; Clo 


2833466 2834941 Nocard 


ref|NR_024765.1 

Nocardiacea 
ref|NR_024755.1 
Microco 


ref|NR_024754.1 


ref|NR_024752.1 


ref |NR_024749.1 

2792664 279412 
ref|NR_024722.1 
Nocardiacea 
ref|NR_024717.1 


Microbacteriac 


ref |NR_024716.1 


ref |NR_024713.1 


sinica Bacte 


ref|NR_024696.1 


ref 


NR_024695.1 


ref|NR_024693.1 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Okibacterium 

8 Okibacterium 

ccineae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Paenibacillus 
acillus koleovorans 


Clostridium 
8 Clostridium 
stridium. 

Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Borrelia sinica strain 
ria; Spirochaetes; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus mojavensis 


2875223 2876748 Bacillus mojavensis Bacteria; 


gi|219856871|ref 


NR_024690.1 


Bacillus carboniphilus 


2879945 2881448 Bacillus carboniphilus Bacteria; 


Firmicutes; 


38886 


strain JCM9070 16 
Firmicutes; 


38886 


strain JCM 9989 1 
Firmicutes; 


38886 


strain CM-10 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


Bacillaceae; 


Bacillus. 


Bacillales; 


2882028 2882067 1 


Bacillaceae; 
2889495 2889574 1 


Clostridiales; 
2894052 2894091 1 


40 


S ribosomal RNA, partial sequence 
Bacillus. 


80 


6S ribosomal RNA, partial sequence 


Clostridia; Eubacteriaceae; 


40 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


38886 


Bacteria_16S 


2895547 2895586 1 


40 


strain CM-01 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219856870 
2881499 28830 


gi| 219856863 
2888980 28904 


gi| 219856860 
2893553 28949 


gi|219856859 


ref|NR_024689.1 


ref 


NR_024682.1 


ref |NR_024679.1 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 
Eubacterium. 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 
Micrococcineae; Microbacteriac 


eae; Mycetocola. 


ref |NR_024678.1 


Mycetocola saprophilus 


2895048 2896491 Mycetocola saprophilus Bacteria; 


Micrococcineae; Microbacteriaceae; Mycetocola. 


38886 Bacteria_16S 2897041 2897080 1 40 gi 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteri 
Microbacteriaceae; Mycetocola. 

38886 Bacteria_16S 2898530 2898569 1 


40 gi 


glycogenica strain Lg2 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micropruina. 
38886 Bacteria_16S 
strain IAM 14848 


2900043 2900082 1 40 gi 


38886 Bacteria_16S 
strain IFO 13613 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
38886 Bacteria_16S 2938032 2938071 1 40 gi 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partia 


2929012 2929051 1 40 gi 


219856858 
s 
dae; 


219856857 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
219856837 
16S ribosomal RNA, partial sequence 2928528 29299 


ref 
equence 
Actinomyc 


ref 
28980 
Prop 


e 
es; ioni 
ref 


occineae; Mi 
ref 


T 
ref 


2896542 28979 


36 2899473 Microp 


2937540 29390 


NR_024677.1 
8 
etales; Mic 
NR_024676.1 


bacterineae 


NR_024675.1 


crobacteriac 
NR_024656.1 


erasakiella. 
NR_024650.1 
0 


Mycetocola 
5 Mycetocola 


rococcineae; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Terasakiella pusilla 


56 Terasakiella pusilla Bacteria; 
locystaceae; 
219856831 
1 sequence 


Actinoalloteichus 
7 Actinoalloteichus 


cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 

38886 Bacteria_16S 2939550 2939589 1 40 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
38886 Bacteria_16S 2968308 2968347 1 40 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 

38886 Bacteria_16S 2969836 2969875 1 40 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

38886 Bacteria_16S 2983631 2983670 1 40 gi|219846934|ref|NR_026526.1| Bacillus vedderi 


strain JaH 16S ri 
Firmicutes; Bacil 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


2983106 29845 


83 Bacillus vedderi Bacteria; 


38886 Bacteria_16S 2998828 2998867 1 40 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

38886 Bacteria_16S 3001969 3002008 1 40 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

38886 Bacteria_16S 3006486 3006525 1 40 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
38886 Bacteria_16S 3010896 3010935 1 40 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

38886 Bacteria_16S 3018479 3018506 15 42 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

38886 Bacteria_16S 3051948 3051987 1 40 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 


strain GraMall 16 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
38886 Bacteria_16S 3092535 3092574 1 40 gi 
strain TA68 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
38886 Bacteria_16S 3094054 3094093 1 40 

strain TAGA27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
38886 Bacteria_16S 3143632 3143667 5 40 gi 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 
38886 Bacteria_16S 3151210 31512417 38 gi 


S ribosomal RNA, 


gi 


intestinalis strain KMS2 16S ribosomal RNA, partial sequence 


intestinalis Bacteria; 
Desulfovibrio. 
38886 Bacteria_16S 


Proteobacteria; Deltaproteobacte 


3160515 3160554 1 40 gi 


thiophila strain NZ27 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


complete sequence 3051418 30529 
; Pelobacterac 


3092041 30935 
Microc 


3093562 30950 
Microc 


te 


eae; 
219846860|ref 
occineae; 
219846859 |ref 


occineae; 
219846826 |ref 
31431 
rales; 


219846821 |ref 


Ww 


150676 31521 


42 Malonomonas rubra Bacteria; 
Malonomonas. 
NR_026452.1 
11 Kocuria rhizophila Bacteria; 
Micrococcaceae; 
NR_026451.1 
28 Kocuria palustris Bacteria; 
Micrococcaceae 
NR_026418.1 
69 3144565 Sulfitobacter pontiacus 
Rhodobacteraceae; 

NR_026413.1 


Kocuria rhizophila 


Kocuria. 
Kocuria palustris 


; Kocuria. 
Sulfitobacter 


Sulfitobacter. 
Desulfovibrio 


84 Desulfovibrio 


ria; Desulfovibrionales; Desulfovibrionaceae; 
219846815|ref|NR_026407.1| Desulfuromonas 
3159980 3161460 Desulfuromonas thiophila 
Desulfuromonadaceae; Desulfuromonas. 


38886 Bacteria_16S 3239424 3239463 1 40 gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

38886 Bacteria_16S 3242417 3242448 7 38 gi|219846759|ref|NR_026351.1| Desulfovibrio 


africanus strain DSM 2603 16S ribosomal RNA, partial sequence 


3241884 32433 


93 Desulfovibrio 


africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 
38886 


Bacteria_16S 


3245513 3245552 1 


40 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 
38886 
strain DSM 43764 


Actinomadura. 
38886 
strain DSM 43067 


Actinomadura. 
38886 


Listeriaceae; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Listeria. 
3252869 3252908 1 


3254367 3254406 1 


3275541 3275580 1 


40 


40 


40 


219846757 |ref 


gi 


NR_026349.1 


Listeria grayi strain 


3244997 3246422 Listeria grayi Bacteria; Firmicutes; 


gi 


Streptosporangineae; 


gi 


Streptosporangineae; 


gi 


219846752 


16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846751 


16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846737 


ref|NR_026344.1| Actinomadura kijaniata 
kijaniata Bacteria; 


Thermomonosporaceae; 


Actinomadura madurae 
madurae Bacteria; 
Thermomonosporaceae; 


ref|NR_026343.1 


ref|NR_026329.1| Acetobacterium bakii 


strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
Eubacteriaceae; 


Firmicutes; 
38886 
fimetarium strain 


Clostridia; 
Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial sequence 


Clostridiales; 
3277060 3277099 1 


40 


fimetarium Bacteria; 


Firmicutes; 


Clostridia; 


gi 


Clostridiales; 


219846736 


Acetobacterium. 


Eubacteriaceae; 


ref |NR_026328.1| Acetobacterium 
3276555 3278023 Acetobacterium 
Acetobacterium. 


38886 


Bacteria_16S 


3278569 3278608 1 


paludosum strain 
paludosum Bacteria; 


Firmicutes; 


Clostridia; 


38886 


strain DSM 4132 1 
Firmicutes; 


38886 


carbinolicum stra 
carbinolicum Bact 


38886 


wieringae strain 
wieringae Bacteria; 


38886 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 32856 


Firmicutes; Eubacteriaceae; 


38886 


autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xantho 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


38886 


strain 301 16S ri 


38886 


strain DSM 43040 


38886 


strain DSM 9580 1 


38886 


halophilus strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


halophilus Bacteria; 


38886 


strain DSM 20748 
Firmicutes; 


38886 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora. 


38886 


strain DSM 43852 


38886 


strain ATCC 33048 
Bacteria; 


38886 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


38886 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


eria; 


Firmicutes; 


Clostridia; 


Bacillales; 


3280088 3280127 1 


Clostridiales; 
3281607 3281646 1 


Firmicutes; 


3283131 32831701 


3284656 3284695 1 


Clostridiales; 


3307613 3307652 1 


3309075 3309114 1 


3330325 3330364 1 


3351566 3351605 1 


3360922 3360961 1 


3362488 3362527 1 


Bacillaceae; 
3395682 33957211 


3397187 3397226 1 


3410997 3411036 1 


3415451 34154901 


3416931 34169701 


3467863 3467902 1 


Clostridia; 


Clostridia; 


Bacillales; 


40 


40 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


40 


in DSM 2925 16S ribosomal RNA, partial sequence 
Clostridiales; 


40 


DSM 1911 16S ribosomal RNA, partial sequence 
Clostridiales; 


40 


40 


40 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


40 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


40 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


40 


DSM 20408 16S ribosomal RNA, partial 
Firmicutes; 


40 


16S ribosomal RNA, partial sequence 3361953 33634 
Salimicrobium. 


40 


40 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


40 


16S ribosomal RNA, partial sequence 
Clostridia; 


40 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


40 


rain CIP 103149 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


40 


219846735|ref 


gi 


NR_026327.1 


Acetobacterium 


DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


Eubacteriaceae; 


3278074 327953 
Acetob 


2 Acetobacterium 
acterium. 


Bacillaceae; 


219846734 |ref 


gi 


219846733 |ref 


gi 
Eubacte 
gi|219846732|ref 
Eubacteria 


gi| 219846731 |ref 


219846716|ref 


gi 
Xanthobac 


gi|219846715|ref 


3308619 3310030 Xanthobacter 


219846698 |ref 


gi 


219846683 |ref 


gi 
Mi 
219846676|ref 


sequence 


gi 


Marinococcu 


gi|219846675|ref 


219846648 | ref 


gi 


43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
acteria; Actinobacteridae; Actinomycetales; 


Micrococ 


219846647 |ref 


gi 
Ce 


gi| 219846637 |ref 


Dia 


gi| 219846634 |ref 


Micrococ 
ref 


gi| 219846633 


Actinomyce 


3281102 328257 


3282621 328409 


3360383 336190 


41 Salimicrobium 


3410452 3411955 Dialis 
Clostridiales; Veillonellaceae; 


3414964 3416365 Cellul 


NR_026326.1 


NR_026325.1 


riaceae; Ace 
NR_026324.1 


ceae; Acetob 
NR_026323.1 
NR_026308.1 
teraceae; Xa 
NR_026307.1 
NR_026290.1 


3 Micromonos 
NR_026275.1 


crobacteriac 
NR_026268.1 


Ss. 
NR_026267.1 
NR_026240.1 

cineae; Prom 


NR_026239.1 


1llulomonadac 
NR_026229.1 


lister. 
NR_026226.1 


cineae; Cell 
NR_026225.1 
341641 


tales; Actin 


219846597 |ref 


gi 


crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 
Acetobacterium. 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 
Acetobacterium. 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 
Xanthobacter. 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Promicromonospora 
romonospora citrea 


icromonosporaceae Hi 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Dialister pneumosintes 
ter pneumosintes 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


NR_026189.1 
346735 


Arthrobacter 
2 3468823 Arthrobacter 


crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


38886 
strain DSM 4954 1 


Bacteria_16S 


3475475 3475514 1 40 gi 


219846592 


6S ribosomal RNA, partial sequence 3474975 34764 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


38886 
marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 
38886 
strain DSM 3133 1 


Bacteria_16S 


Bacteria_16S 


3477002 3477041 1 40 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3487630 3487669 1 


40 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


38886 
municipale strain 
municipale Bacter 
Pseudonocardiacea 
38886 
strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 
38886 
strain DSM 43045 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3493777 3493816 1 40 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3495157 3495196 1 40 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
3504126 3504165 1 


40 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846591 
al sequenc 
e; 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 


ococcineae 
219846580 

sequence 

Actinomyce 


219846579 
34946 


ales; Pseu 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


ococcineae 


Actinomycetales; 


ref|NR_026184.1| Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 
Corynebacterineae; 


ref|NR_026176.1| Actinotalea fermentans 
02 Actinotalea fermentans Bacteria; 

; Cellulomonadaceae; Actinotalea. 
ref|NR_026172.1| Thermocrispum 

3493260 3494588 Thermocrispum 

tales; Pseudonocardineae; 


ref|NR_026171.1| Thermocrispum agreste 
39 3496156 Thermocrispum agreste 
donocardineae; Pseudonocardiaceae; 


ref|NR_026165.1] Agromyces ramosus 
04 Agromyces ramosus Bacteria; 
; Microbacteriaceae; Agromyces. 


38886 


strain DSM 7485 1 
Actinobacteria; Actinobac 


38886 


strain DSM 7486 1 
Actinobacteria; Actinobac 


38886 


strain DSM 20542 
Actinobacteria; Actinobac 


38886 


strain DSM 20528 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribos 


6S ribos 


16S ribo 


3513262 3513301 1 


3514786 3514825 1 


3516304 3516343 1 


3517826 3517865 1 


40 


40 


40 


40 


gi|219846567 


omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae 


gi| 219846566 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micrococcineae 


gi|219846565 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae 


gi|219846564 


16S ribosomal RNA, partial sequence 3517327 35187 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


38886 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


38886 


Bacteria_16S 


Bacteria_16S 


eria; 


3520917 3520956 1 
Proteobacteria; 


3523945 3523984 1 


40 


40 


gi|219846562 


in DSM 2377 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Desul 


gi| 219846560 


gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 


Pseudonocardiaceae; 


38886 


Firmicutes; 


Bacteria_16S 


Clostridia; 


gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Saccharopolyspora. 
3533007 3533038 8 39 gi|219846554 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 35339 
Clostridiales; Clostridiaceae; Sarcina. 
3534546 3534585 1 40 gi| 219846553 


38886 


pseudalcaliphilus 
pseudalcaliphilus 


38886 


strain DSM 8721 1 
Firmicutes; 


38886 


strain DSM 8720 1 
Firmicutes; 


38886 


strain DSM 8715 1 
Firmicutes; 


38886 


DSM 6307 16S ribo 
Bacillales; 


38886 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


38886 


strain NCIMB 1493 
Firmicutes; 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


Bacillales; 


Bacillales; 


Bacillaceae; 


Bacillales; 


Planococcaceae; 
3632027 3632066 1 


Planococcus. 
40 


strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 


DSM 8725 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Bacillales; Bacillaceae; 

3539240 3539279 1 40 gi| 219846550 
6S ribosomal RNA, partial sequence 3538695 35402 

Bacillaceae; Bacillus. 

3540812 3540851 1 40 gi|219846549 

6S ribosomal RNA, complete sequence 3540266 35417 
Bacillaceae; Bacillus. 

3543923 3543962 1 40 gi| 219846547 

6S ribosomal RNA, complete sequence 3543393 35448 
Bacillaceae; Bacillus. 

3545479 3545518 1 40 gi|219846546 

somal RNA, complete sequence 3544949 35464 
Bacillus. 

3601967 3602006 1 40 gi| 219846505 
in BM 1192/5 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 

Actinomyces. 
3611000 3611039 1 40 gi| 219846498 
16S ribosomal RNA, partial sequence 36104 


219846484 


gi 


ref 


> Mi 
ref 


> Mi 
ref 


> Mi 
ref 


> Mi 


furo 
ref 


les; 


ref 


ref 


ref 


33 Rathayibacter 


54 Rathayibacter 


3520389 352188 


3523483 352488 


15 Bacillus 


87 Bacillus 


98 Bacillus 


NR_026159.1 


crobacteriac 
NR_026158.1 


crobacteriac 
NR_026157.1 


crobacteriac 
NR_026156.1 


crobacteriac 


Pseudonocar 


NR_026141.1 


NR_026139.1 


NR_026138.1 


54 Bacillus cohnii Bacteria; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Pelobacter 

2 Pelobacter 

elobacteraceae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 
ref|NR_026145.1| Bacillus 
3534017 3535534 Bacillus 
Bacillus. 
ref|NR_026142.1| Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


ref|NR_026097.1| Actinomyces 

3601450 3602945 Actinomyces 
cetales; Actinomycineae; 
ref|NR_026090.1| Planococcus citreus 
51 3611882 Planococcus citreus Bacteria; 
ref|NR_026076.1| Geobacter bremensis 


3631486 3632960 Geobacter bremensis Bacteria; 


38886 


38886 


verrucosospora Ba 
Thermomonosporace 
Bacteria_ 
rugatobispora str 
rugatobispora Bac 


38886 


Thermomonosporace 
Bacteria_ 
strain FD 25934 1 


38886 


Actinomadura. 
38886 
luteofluorescens 
luteofluorescens 


Thermomonosporace 
Bacteria_ 
libanotica strain 
libanotica Bacter 
Thermomonosporace 
Bacteria_ 


38886 


38886 
strain IFO 14679 


Actinomadura. 
38886 
strain Co53T 16S 
Spirochaetes; 
38886 


Proteobacteria; 
38886 


Bacteria_ 
sporothermodurans 
sporothermodurans 
Bacteria_ 
verrucosospora st 


Bacteria_ 


Bacteria_ 


Spi 
Bacteria_ 
strain 172 16S ri 
D 
Bacteria_ 
michiganensis sub 


Stre 


16S 3760037 3760076 1 40 

ribosomal RNA, partial sequence 
rochaetales; 
16S 


gi 


Spirochaetaceae; Borrelia 
3761605 3761644 1 40 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
16S 3768932 3768971 1 40 gi 
species tessellarius strain 78181 16S 


, 


6S ribosomal RNA, partial sequence 3726957 372 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; pt 
219846392 
3759507 37610 


219846391 
3761076 37625 


219846385 
ri 


83 


osporang 


ref 


ref 
Geobacterace 
ref 


bosomal RNA, 


59 Actinomadura 


31 Actinomadura 
inea 


16S 3723017 3723056 1 40 gi|219846419|ref|NR_026010.1 
strain M215 16S ribosomal RNA, partial sequence 3722493 372398 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

16S 3724508 3724547 1 40 gi|219846418|ref|NR_026009.1 
rain A-184 16S ribosomal RNA, partial sequence 3724040 372545 

cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 

ae; Actinomadura. 

16S 3725968 3726007 1 40 gi|219846417|ref|NR_026008.1 

ain IFO 14382 16S ribosomal RNA, partial sequence 3725501 372690 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
ae; Actinomadura. 
16S 3727422 3727461 1 40 gi|219846416|ref|NR_026007.1 


e; Thermomo 


NR_025983.1 


NR_025982.1 


ae; Geobacte 
NR_025976.1 


partial sequence 


Bacillus 
9 Bacillus 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura macra 


macra Bacteria; 


Streptosporangineae; Thermomonosporaceae; 

16S 3728876 3728915 1 40 gi|219846415|ref|NR_026006.1| Actinomadura 

strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

ae; Actinomadura. 
16S 3730330 3730369 1 40 gi|219846414|ref|NR_026005.1| Actinocorallia 

IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinocorallia. 
16S 3731789 3731828 1 40 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 


coerulea Bacteria; 
n 


osporaceae; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 
Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 

38886 Bacteria_16S 3817469 3817504 7 42 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 
38886 Bacteria_16S 3820523 3820556 7 40 gi|219846349|ref|NR_025940.1| Helicobacter 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

38886 Bacteria_16S 3823624 3823697 7 80 gi|219846347|ref|NR_025938.1| Haemophilus 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Haemophilus. 

38886 Bacteria_16S 3840143 3840182 1 40 gi|219846335|ref|NR_025925.1| Blastococcus 
aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

38886 Bacteria_16S 3904386 3904425 1 40 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

38886 Bacteria_16S 3905932 3905959 7 34 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

38886 Bacteria_16S 3914944 3914983 1 40 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
strain Hk501 16S ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

38886 Bacteria_16S 3916360 3916399 1 40 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

38886 Bacteria_16S 3924053 3924092 1 40 gi| 219846278 |ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

38886 Bacteria_16S 3925634 3925673 1 40 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 


diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


Streptomyces. 


Streptomycineae; 


38886 


strain RL-34 16S 


Bacteria_16S 


ribosomal RNA, 


3928795 3928834 1 


40 


complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


38886 


okeanokoites stra 
okeanokoites Bact 


38886 


IAM 12464 16S rib 
Bacillales; 


38886 


strain GS5-97 16S 
Firmicutes; 


38886 


chungwhensis stra 
chungwhensis Bact 


38886 


strain 20-5 16S r 


38886 


strain NRRL B-163 
Bacteria; Actinob 


38886 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


38886 


strain PV1 16S ri 
Firmicutes; 


38886 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


38886 


strain AS 4.1860 


38886 


strain GB8-1 16S 
Firmicutes; 


38886 


strain MB 1871 16 
Firmicutes; 


38886 


strain A828 16S r 
Proteobacteria; Alphaproteobacteria; 


38886 


strain P43/6/78 1 
Spirochaetes; 


38886 


strain G2 16S rib 
Firmicutes; 


38886 


salicampi strain 
Bacteria; 


38886 


algeriensis strain SA 233 16S ribosomal RNA, partial sequence 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; 
Saccharothrix. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Actinosynnemataceae; 


38886 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


eria; 


Bacillales; 


eria; 


cteria; 


S ribos 
Bacillales; 


ibosoma 


6S ribo 
Spirochaet 


3930378 3930417 1 


Firmicutes; 
3959822 3959861 1 


Bacillus. 
3993640 3993679 1 


Bacillaceae; 
4004120 4004159 1 


Firmicutes; 
4023716 4023755 1 


4031371 40314101 


4034475 40345141 


4070612 4070651 1 


4072068 4072107 1 
Firmicutes; 


4075091 4075130 1 


4085887 4085922 1 


Clostridiales; 
4105316 4105355 1 


Paenibacillaceae; 
4108319 4108358 1 


4188044 4188083 1 


4197158 4197197 1 


4209137 42091761 


Bacillales; 
4210653 4210692 1 


4218299 4218338 1 


Thermomonosporaceae; Actinomadura. 


38886 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Anaerobacillus. 


38886 


subsp. 
subsp. 


Bacteria_16S 


Bacteria_16S 


Francisella. 


38886 


Bacteria_16S 


4221425 42214641 


14001 14023 7 


tularensis strain B-38 16S ribosomal 
tularensis Bacteria; 


59610 59640 7 


Bacillales; 


Rhizobiales; 


Proteobacteria; 


40 


in IFO 12536 16S ribosomal RNA, partial 
Bacillales; 


40 


osomal RNA, partial sequence 
Bacillaceae; 


40 


ribosomal RNA, partial sequence 
Geobacillus. 


40 


in BH030062 16S ribosomal RNA, partial sequence 
Bacillaceae; 


40 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


40 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


40 


40 


bosomal RNA, partial sequence 


Clostridia; Clostridiales; Veillonellaceae; 


40 


rain BOR-Y 16S ribosomal RNA, partial 
Clostridia; 


40 


36 


ribosomal RNA, partial sequence 


Clostridia; Syntrophomonadaceae; 


40 


omal RNA, partial sequence 


40 


1 RNA, partial sequence 


40 


somal RNA, partial sequence 4187537 41889 
ales; Brachyspiraceae; Brachyspira. 


40 


osomal RNA, partial sequence 
Bacillales; Bacillaceae; Anoxybacillus. 


40 


SF-20 16S ribosomal RNA, partial sequence 
Bacillaceae; 


40 


Actinomycetales; Pseudono 

40 gi|219846062|ref|NR_025652.1 

4217823 421929 

Actinomycetales; Strepto 

40 gi|219846060|ref|NR_025650.1 

4220889 4222400 Bacillus macyae Bacte 
29 gi|265679054|ref|NR_029362.1 
RNA, partial sequence 13461 14981 

Gammaproteobacteria; Thiotrichales; F 
37 gi|265679024|ref|NR_029332.1 

59080 60579 


strain TCl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


Planococcaceae; 


Bartonellaceae; 


gi|219846275|ref 


3928271 3929800 Streptomyces 
Streptomycineae; Streptomycetaceae; 


219846274 
sequence 


gi ref 


gi| 219846252 |ref 


3959295 3960777 Bacillus firmus Bacteria; 


gi| 219846229 |ref 


3929851 393132 
Planomicrobium. 


NR_025865.1 


NR_025864.1 


NR_025842.1 


NR_025819.1 


Streptomyces scabiei 


scabiei Bacteria; 


Streptomyces. 
Planomicrobium 
2 Planomicrobium 


Bacillus firmus strain 
Firmicutes; 


Geobacillus tepidamans 


3993148 3994594 Geobacillus tepidamans Bacteria; 


gi| 219846222 


gi| 219846207 


4003594 400502 
Pontibacillus. 


NR_025812.1 


NR_025797.1 


Pontibacillus 
0 Pontibacillus 


Agromyces salentinus 


4023267 4024647 Agromyces salentinus Bacteria; 


gi| 219846202 |ref 


gi|219846200|ref 


ain NRRL B-16149 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Glycomyces. 


gi|219846172|ref 


Microbacteriac 


4030856 4032350 Glyco 
Glycomycineae; 


Actinomycetales; 


NR_025792.1 


NR_025790.1 
403395 


NR_025762.1 


eae; Agromyces. 
Glycomyces algeriensis 


myces algeriensis 
Glycomycetaceae; 


Glycomyces. 
Glycomyces 
0 4035456 Glycomyces 


Glycomycineae; 


Veillonella caviae 


4070099 4071500 Veillonella caviae Bacteria; 


Veillonella. 
219846171|ref 
sequence 


gi 


gi| 219846169 |ref 


gi|219846162|ref 


4071551 407304 
Clostridiales; Clostridiales Family XI. 


NR_025761.1 


NR_025759.1 


Nocardiacea 
NR_025752.1 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Nocardia xishanensis 


16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


e; Nocardia. 
Syntrophomonas curvata 


4085324 4086882 Syntrophomonas curvata Bacteria; 


gi| 219846149 |ref 


4104804 4106311 Paenibacillus 
Paenibacillus. 


gi| 219846146 |ref 


Syntrophomonas. 


NR_025739.1 


NR_025736.1 


Paenibacillus lactis 
lactis Bacteria; 


Bartonella chomelii 


4107869 4109243 Bartonella chomelii Bacteria; 


Bar 


gi| 219846084 |ref 


gi| 219846077 |ref 


4196627 4198008 Anoxybacillus 


gi|219846069|ref 


gi|219846068|ref 


4208591 4210111 Lentib 
Lentibacillus. 


4210162 421159 


tonella. 
NR_025674.1 


NR_025667.1 


NR_025659.1 


NR_025658.1 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Lentibacillus 
acillus salicampi 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Bacillus macyae strain 
ria; Firmicutes; 


Francisella tularensis 
Francisella tularensis 


rancisellaceae; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


38886 


strain Y6 16S rib 
Proteobacteria; 


38886 


Bacteria_16S 


Bacteria_16S 


61158 61188 7 


osomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


144619 144657 2 


37 


40 


gi| 265679023 
60630 62129 


gi| 265678966 


ref|NR_029331.1 


Xanthomon 
ref|NR_029274.1 


Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Jonesia denitrificans 


strain 55134 16S 


38886 


38886 


Bacteria; 
38886 
aerodenitrificans 
aerodenitrificans 
Microvirgula. 

38886 
effusa strain AP1 
Bacteria; 
38886 


Bacteria; 
38886 
strain R 8118 16S 
Proteobacteria; 
38886 
strain Wt/la 16S 


Deinococcus-Thermus; 
Bacteria_16S 
strain K11 16S ribosomal RNA, partial sequence 


38886 


Proteobacteria; 
38886 
strain S-606 16S 
Proteobacteria; 

38886 
strain Iso-46 16S 
Proteobacteria; 
38886 
strain BCH 16S ri 
Proteobacteria; 
38886 
rhizophila strain 
Bacteria; 
38886 


Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
taiwanensis strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
PB90-1 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


155280 155310 8 38 gi 
Firmicutes; 
236375 236448 7 


Clostridia; 


80 gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


248812 248885 7 80 gi 


Bacteria; Proteobacteria; 


386445 386479 7 41 gi 
03 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


391022 391044 7 29 gi 


467916 467989 7 80 
ribosomal RNA, partial sequence 


gi 


529245 529275 8 38 

ribosomal RNA, partial sequence 

Deinococci; Deinococcales; 
533772 533845 7 80 


gi 


gi 


574929 574959 7 37 
ribosomal RNA, partial sequence 


gi 


586904 586934 7 37 
ribosomal RNA, partial sequence 


gi 


597381 597415 7 41 
bosomal RNA, partial sequence 


gi 


638504 638534 7 37 gi 


696125 696167 1 43 gi 


Opitutae; Opitutales; Opitutaceae; Opitutus. 


38886 
strain RSA19 16S 
Firmicutes; Bacil 
38886 


Bacteria_16S 


Bacteria_16S 


702025 702063 1 39 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
727904 727934 7 


gi 


37 gi 


sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


38886 


6611 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


38886 
halophila strain 


Bacteria_16S 


Bacteria_16S 


acteria; Gammaproteobacteria; Chromatiales; Ecto 
732411 732445 7 41 gi| 265678560 
731878 733268 Thioc 

Chromatiales; Chromatiaceae; Thiocapsa. 
733834 733868 7 41 gi| 265678559 
4270 16S ribosomal RNA, partial sequence 73331 
ales; Chro 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 


38886 


38886 
strain AB1110 16S 
Proteobacteria; 
38886 
ferriphilum strai 
Bacteria; Nitrosp 
38886 
strain CFBP 4188 
Proteobacteria; 

38886 


Bacteria_16S 
strain 9A01 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


747300 747334 7 41 


gi 


751425 751455 7 37 
ribosomal RNA, partial sequence 


gi 


795581 795607 1 27 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
867275 867305 7 37 gi 


977632 977658 1 27 


gi 


144082 14559 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 
formicaceticum st 
formicaceticum Bacteria; 
Bacteria_16S 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 


rain Al 16S ribosomal RNA, partial sequence 
Clostridiales; 


strain Sgly2 16S ribosomal RNA, partial sequenc 
Betaproteobacteria; N 


n cf 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


467397 46889 
Betaproteobacteria; Burkholderiales; Burkholderia 


528726 53019 
Deinococcaceae; 


533233 53475 
Betaproteobacteria; Burkholderiales; Comamonadace 


574450 57581 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


586359 58785 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


596871 59824 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


e-pl0 16S ribosomal RNA, partial sequence 63798 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


695588 697067 Opitu 


701473 70290 
Paenibacillus. 


746844 74816 
750969 75229 


Gammaproteobacteria; Pseudomonadales; Moraxellace 


16S ribosomal RNA, partial sequence 866725 86827 
Gammaproteobacteria; Xanthomonadales; X 


265678959 


Cc 
265678904 

23588 
Bu 
265678896 


265678797 
38592 
Ss 
265678794 
39048 
Bu 
265678739 
265678699 
D 
265678696 
265678669 
265678661 
265678654 


265678625 


xX 
265678585 


265678581 


265678563 
72737 


265678548 


265678545 


265678515 
nce 79504 
eptospiril 
265678467 


anthomonad 


5 Jonesia denitrificans Bacteria; 

; Jonesiaceae; Jonesia. 

ref|NR_029267.1| Clostridium 
154728 156242 Clostridium 

lostridiaceae; Clostridium. 

ref|NR_029212.1| Burkholderia 

5 237406 Burkholderia phenazinium 

rkholderiaceae; Burkholderia. 

ref |NR_029204.1| Microvirgula 

e 248268 249768 Microvirgula 

eisseriales; Neisseriaceae; 


ref|NR_029102.1| Hydrocarboniphaga 

1 387397 Hydrocarboniphaga effusa 
inobacteraceae; Hydrocarboniphaga. 
ref|NR_029099.1| Chitinimonas 

2 392023 Chitinimonas taiwanensis 
rkholderiaceae; Chitinimonas. 
ref|NR_029044.1| Burkholderia terricola 
3 Burkholderia terricola Bacteria; 
ceae; Burkholderia. 

ref|NR_029004.1| Deinococcus indicus 

2 Deinococcus indicus Bacteria; 
einococcus. 
ref|NR_029001.1| Ottowia thiooxydans 
7 Ottowia thiooxydans Bacteria; 

ae; Ottowia. 
ref|NR_028974.1| Psychrobacter pulmonis 
2 Psychrobacter pulmonis Bacteria; 

ae; Psychrobacter. 

ref|NR_028966.1| Psychrobacter faecalis 
4 Psychrobacter faecalis Bacteria; 

ae; Psychrobacter. 

ref|NR_028959.1| Thiobaca trueperi 

0 Thiobaca trueperi Bacteria; 

Thiobaca. 
ref |NR_028930.1| Stenotrophomonas 

2 639478 Stenotrophomonas rhizophila 
anthomonadaceae; Stenotrophomonas. 
ref|NR_028890.1| Opitutus terrae strain 
tus terrae Bacteria; Verrucomicrobia; 


ref|NR_028886.1| Paenibacillus graminis 
9 Paenibacillus graminis Bacteria; 
ref|NR_028867.1| Thiorhodospira 


0 728734 Thiorhodospira sibirica 
thiorhodospiraceae; Thiorhodospira. 
ref|NR_028864.1| Thiocapsa rosea strain 
apsa rosea Bacteria; Proteobacteria; 


ref|NR_028863.1| Thiohalocapsa 

9 734742 Thiohalocapsa halophila 
matiaceae; Thiohalocapsa. 
ref|NR_028852.1| Acinetobacter gerneri 
8 Acinetobacter gerneri Bacteria; 

ae; Acinetobacter. 

ref|NR_028849.1| Acinetobacter towneri 
3 Acinetobacter towneri Bacteria; 

ae; Acinetobacter. 

ref|NR_028818.1| Leptospirillum 

0 796555 Leptospirillum ferriphilum 
lum. 
ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
aceae; Xanthomonas. 


265678392 


geysericola strain GC-42 16S ribosomal RNA, partial sequence 


geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; 


ref|NR_028694.1| Herpetosiphon 
977181 978580 Herpetosiphon 
Herpetosiphon. 


38886 Bacteria_16S 
strain GPll 16S r 


1012911 1012941 7 37 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
38886 Bacteria_16S 1227753 1227783 7 37 gi| 219878281 |ref|NR_025420.1 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 12287 


Proteobacteria; 
38886 
radiopugnans ATCC 


Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 1259385 1259419 8 42 gi 
19172 16S ribosomal RNA, partial sequ 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinoc 
38886 Bacteria_16S 1268511 1268537 1 27 gi 
chloroethenica strain TT4B 16S ribosomal RNA, partial s 
chloroethenica Bacteria; Proteobacteria; Deltaproteobac 
Desulfuromonas. 
38886 Bacteria_16S 1312072 1312102 7 37 gi 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobact 
Xanthomonas. 
38886 Bacteria_16S 1373087 1373160 7 80 

strain MT1-641 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
38886 Bacteria_16S 1389654 1389680 1 27 gi 
bacteriovorus strain HD 100 16S ribosomal RNA, partial 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaprot 
Bdellovibrio. 
38886 Bacteria_16S 1428968 1428998 7 37 gi 
antibioticus strain USAM 3C 16S ribosomal RNA, partial 
antibioticus Bacteria; Proteobacteria; Gammaproteobacte 
Lysobacter. 
38886 Bacteria_16S 


gi 


s 


Ss 


1468464 1468537 7 80 

strain DhA-35 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
38886 Bacteria_16S 1495746 1495819 7 80 gi 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromona 
38886 Bacteria_16S 1547193 1547227 7 41 gi 
strain KMM 227 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; I 
38886 Bacteria_16S 1653256 1653286 7 37 gi 
strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
38886 Bacteria_16S 1654803 1654833 7 37 gi 
strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
38886 Bacteria_16S 1691369 1691399 7 37 gi 
ostraviensis strain LMG 19434 16S ribosomal RNA, partia 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacte 
Cellvibrio. 
38886 Bacteria_16S 


gi 


1 
xr 


1705263 1705297 8 42 
strain HS-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Rubrobacteridae; Thermoleophilales; The 
38886 Bacteria_16S 1849827 1849857 7 37 gi 
haemolytica strain A50-7-3 16S ribosomal RNA, partial s 
haemolytica Bacteria; Proteobacteria; Gammaproteobacter 
Thermomonas. 
38886 Bacteria_16S 1887985 1888019 7 41 gi 
schindleri strain LUH5832 16S ribosomal RNA, partial se 
schindleri Bacteria; Proteobacteria; Gammaproteobacteri 
38886 Bacteria_16S 1913359 1913393 7 41 gi 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
38886 Bacteria_16S 1934832 1934862 7 37 gi 
strain CHOO1A 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
38886 Bacteria_16S 1966780 1966814 7 41 gi 
strain BM5 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 
38886 Bacteria_16S 1997545 1997591 7 53 gi 
strain DSM 30118 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
38886 Bacteria_16S 2044594 2044624 7 37 gi 
strain B1953/27.1 16S ribosomal RNA, partial sequence 


gi 
xr 


e 
i 


a 


n 


s 


265678369 
1012401 10138 


seudomonad 
219846811 
ence 12588 
occales; 
219846421 
equence 
teria; 


228721465 
eria; 


228717983 
1372563 13740 
rkholderia 
228716586 


eobacteria 
224581439 
ria; 


224581407 
1467942 14694 
ocyclaceae 
219846691 


da 
219857260 
1546665 15481 
di 
219878439 
1652728 16542 
an 
219878438 
1654275 16557 
an 
219878413 


219878404 
1704738 17061 


219878302 


219878273 
qu 


219878253 


219878238 
1934336 19357 


219878217 
1966261 19677 
ma 
219878197 
16S ribosomal RNA, partial sequence 1997016 19985 


219878165 


ref |NR_028671.1 


aceae; Cellvibri 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_026012.1 

1267974 126947 


ulfuromonadales; 


D 


Des 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


sequence 
Xant 


ref|NR_027569.1 


ceae; Burkholder 
ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


equence 


, 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


equence 
Xanth 


ref |NR_027188.1 


; Zoogloea. 
ref|NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_024891.1 


14952 
les; Aer 


Idiomarina. 
NR_025578.1 


omarinaceae; 


ref 
thomonadacea 
ref 


e; Thermomon 
NR_025577.1 
thomonadaceae; Thermomon 
ref|NR_025552.1 

1690867 169233 
omonadales; Pseu 


sequence 
ia; Pseud 


ref|NR_025543.1 


moleophilaceae; Thermoleo 
ref|NR_025441.1 

1849299 185079 
monadales; Xanth 


uence 
Xantho: 


q 
a 


v 


ref|NR_025412.1 
ence 1887472 188893 
Pseudomonadales; Moraxe 
ref|NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025377.1 
49 Campylobacter 
bacteraceae; Cam 
ref|NR_025356.1 


v 


19128 


adales; M 


Campylo 


v 


Thi 
ref 


tiaceae; ocapsa. 


NR_025336.1 
E 


nterobacteriaceae; Prote 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Deinococcus 

occus radiopugnans ATCC 

einococcus. 
Desulfuromonas 

5 Desulfuromonas 
Desulfuromonadaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


thomonadaceae; 


Burkholderia unamae 


50 Burkholderia unamae MTI-641 Bacteria; 


gis 
Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Lysobacter 
1 Lysobacter 


homonadaceae; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Cellvibrio 

5 Cellvibrio 

domonadaceae; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Thermomonas 

8 Thermomonas 

omonadaceae; 


Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Campylobacter hominis 
hominis Bacteria; 
pylobacter. 
Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


uS. 


ref |NR_025304.1 
2044053 2045572 Luteim 


Luteimonas mephitis 
onas mephitis Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 


38886 Bacteria_16S 2093587 20936177 37 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 
38886 Bacteria_16S 2172444 21724747 37 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

38886 Bacteria_16S 2184478 2184508 7 37 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 


38886 Bacteria_16S 2298492 2298526 7 41 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

38886 Bacteria_16S 2318133 2318163 7 37 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
38886 Bacteria_16S 2324293 2324319 1 27 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
38886 Bacteria_16S 2384770 2384843 7 80 gi|219857470|ref|NR_025058.1| Burkholderia fungorum 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia fungorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

38886 Bacteria_16S 2415353 2415387 7 41 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
38886 Bacteria_16S 2436494 2436567 7 80 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
38886  Bacteria_16S 2439534 2439564 7 37 gi|219857428|ref|NR_025016.1| Methylobacter 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 2440521 Methylobacter 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylobacter. 
38886 Bacteria_16S 2453299 2453333 8 42 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

38886 Bacteria_16S 2614024 2614078 7 61 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 
strain CVL 16S ribosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

38886 Bacteria_16S 2778277 2778311 8 42 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
38886 Bacteria_16S 2857101 28571317 37 gi| 219856886 |ref|NR_024705.1| Pseudomonas cissicola 
strain ATCC 33616 16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

38886 Bacteria_16S 2866326 2866356 7 37 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 
38886 Bacteria_16S 2923145 29231757 37 gi|219856841|ref|NR_024660.1| Pseudoxanthomonas 
japonensis strain 12-3 16S ribosomal RNA, partial sequence 2922617 2924080 Pseudoxanthomonas japonensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
38886 Bacteria_16S 2989716 2989746 7 37 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


38886 Bacteria_16S 2991249 2991279 7 37 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

38886 Bacteria_16S 3050418 3050452 7 41 gi|219846888|ref|NR_026480.1| Desulfovibrio 


Ww 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
38886 Bacteria_16S 3149695 3149769 7 80 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
38886 Bacteria_16S 3181666 3181696 7 37 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

38886 Bacteria_16S 3183218 3183248 7 37 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


w 


38886 Bacteria_16S 


strain LMG 947 16S ribos 


Proteobacteria; 


38886 Bacteria_16S 


strain LMG 673 16S ribos 


Proteobacteria; 


38886 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
38886 Bacteria_16S 


strain LMG 690 16S ribos 


Proteobacteria; 


38886 Bacteria_16S 


strain LMG 733 16S ribos 


Proteobacteria; 


38886 Bacteria_16S 


strain LMG 847 16S ribos 


Proteobacteria; 


38886 Bacteria_16S 


strain LMG 8670 16S ribo 


Proteobacteria; 


38886 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 


Proteobacteria; 
38886 Bacteria_16S 
strain M408/89/1 


Corynebacterium. 
38886 Bacteria_16S 
strain LLAP12 16S 
Bacteria; 


38886 Bacteria_16S 


Gammaproteobacteria; 


3184770 3184800 7 


3186322 31863527 


3187874 3187904 7 
Proteobacteria; 


3189426 3189456 7 


3190978 3191008 7 


3192530 3192560 7 


3194080 31941107 


3195632 3195662 7 


3201565 3201591 1 


3266458 3266488 7 


3267876 3267906 7 


37 


omal RNA, partial sequence 
Gammaproteobacteria; 


37 


omal RNA, partial sequence 
Gammaproteobacteria; 


37 


37 


omal RNA, partial sequence 
Gammaproteobacteria; 


37 


omal RNA, partial sequence 
Gammaproteobacteria; 


37 


omal RNA, partial sequence 
Gammaproteobacteria; 


37 


37 


27 


37 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


37 


strain L2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


38886 Bacteria_16S 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 


Proteobacteria; 


38886 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 


Proteobacteria; 


38886 Bacteria_16S 


3289172 3289202 7 


3290697 3290727 7 


3292249 3292279 7 


37 


37 


37 


strain LMG 708 16S ribosomal RNA, partial sequence 


Proteobacteria; 


38886 Bacteria_16S 


3293801 32938317 


37 


strain LMG 538 16S ribosomal RNA, partial sequence 


Proteobacteria; 


38886 Bacteria_16S 


3295351 32953817 


37 


gi|219846798 


3184240 31857 
Xanthomonadales; 


gi| 219846797 


3185792 31872 
Xanthomonadales; 


gi|219846796 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846795 


3188896 31903 
Xanthomonadales; 


gi|219846794 


3190448 31919 
Xanthomonadales; 


gi|219846793 


3192000 31935 
Xanthomonadales; 


gi| 219846792 


somal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


gi|219846791 


3195102 31966 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi| 219846787 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi| 219846743 


3265947 32672 


gi| 219846742 


3267345 32688 
Gammaproteobacteria; Legionellales; Legionellaceae; 


gi|219846728 


gi|219846727 


gi| 219846726 


3291719 32932 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi| 219846725 


3293271 32947 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi| 219846724 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 


albilineans Bacteria; 
Xanthomonas. 
38886 Bacteria_16S 
pfennigii strain 


Syntrophobacter. 
38886 Bacteria_16S 


strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacterium. 
38886 Bacteria_16S 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Proteobacteria; 
38886 


Bacteria_16S 


Proteobacteria; 


3407939 3407973 6 


3435910 3435936 1 


3440341 34403757 


3443360 34433947 


baumannii strain DSM 30007 16S ribosomal RNA, 


baumannii Bacteria; Proteobacteria; Gammaproteobacteria; 


38886 Bacteria_16S 


strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 
Planococcus. 


Firmicutes; 


38886 Bacteria_16S 


Bacillales; 


3609519 3609557 1 


Planococcaceae; 
4010138 4010172 7 


Gammaproteobacteria; 


40 


27 


41 


Acinetobacte 

41 gi|219846614|ref|NR_026206.1 
complete sequence 3442841 344429 
Pseudomonadales; Moraxel 

39 gi|219846499|ref|NR_026091.1 
41 gi|219846216|ref|NR_025806.1 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi|219846640 


DSM 10092 16S ribosomal RNA, partial sequence 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; 


gi|219846619 


gi| 219846616 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadales; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadales; 


Syntrophobacterales; 


ref |NR_026390.1 


ref 


NR_026389.1 


ref|NR_026388.1 


Ww 


ref |NR_026387.1 


ref|NR_026386.1 
ref 


NR_026385.1 


ref|NR_026384.1 


ref|NR_026383.1 


ref |NR_026379.1 


Corynebacte 


ref|NR_026335.1 


ref |NR_026334.1 
Legionella. 
ref |NR_026320.1 


Xanthomon 
ref|NR_026319.1 
Xanthomon 
ref|NR_026318.1 
Xanthomon 
ref|NR_026317.1 
Xanthomon 
ref|NR_026316.1 

3294823 329632 
Xanth 


ref|NR_026232.1 
3407396 340888 
Syn 


ref|NR_026211.1 
Corynebacte 


ref|NR_026208.1 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 


187344 3188845 Xanthomonas 
Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


Legionellaceae; Legionella. 


Legionella lytica 


25 Legionella lytica Bacteria; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Syntrophobacter 
1 Syntrophobacter 


trophobacteraceae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Acinetobacter junii 
junii Bacteria; 

ry 

Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Idiomarina ramblicola 


4009610 4011068 Idiomarina ramblicola Bacteria; 


Idiomarinaceae; 


Idiomarina. 


38886 


Bacteria_16S 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 40669 
Desulfov 


4066109 4066143 7 41 


gi 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


38886 


Volucribacter. 
38886 
strain ATCC 29799 
Bacteria; 
38886 


Bacteria_16S 
psittacicida stra 
psittacicida Bact 


Bacteria_16S 


Bactero 


4123602 41236727 77 


gi 


eria; Proteobacteria; 

4192661 4192731 8 78 gi 
16S ribosomal RNA, partial sequence 

idetes; Bacteroidia; Bacteroidales; 


in Gerl. 236/81 16S ribosomal RNA, par 
Gammaproteobacte 


Ba 


Bacteria_16S 9448 9521 7 80 gi 


tunicata strain D 
Proteob 
Pseudoalteromonas 
Bacteria_16S 
propionicum strai 
Firmicu 
Bacteria_16S 


Bacteria; 
38886 
Bacteria; 


38886 
strain ATCC 15468 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 
38886 Bacteria_16S 205785 205818 7 40 gi| 265678926 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
38886 Bacteria_16S 221162 221198 1 37 gi| 265678915 
genavense strain 2289 16S ribosomal RNA, partial sequence 22065 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

38886 Bacteria_16S 234739 234772 7 40 gi| 265678905 


strain C4D1M 16S 
Proteobacteria; 

38886 
strain P 1-22-1 1 
Proteobacteria; 
38886 


Bacteria; 


38886 
strain 717 16S ri 
Proteobacteria; 
complex. 

38886 
xenovorans strain 
Bacteria; Proteob 
38886 
strain CDC F5101 
Proteobacteria; 
38886 
strain KS 0043 16 
Proteobacteria; B 
38886 
subtile strain F3 
Bacteria; Actinob 
38886 
fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 

38886 
xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 
38886 
strain TF-27 16S 
Proteobacteria; 
38886 
ushuaiensis strai 
Bacteria; Proteob 
38886 
strain Ppe8 16S r 
Proteobacteria; B 
38886 
strain L1-92 16S 


B 


2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
152159 152192 8 41 gi 
n X2 16S ribosomal RNA, partial sequen 


219846175 


a 
219846134 
tial seque 
ria; Paste 


219846080 

41921 
cteroidace 
265679057 

8961 
nadales; P 
265678961 
ce 15161 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025724.1 
nce 412310 
urellales; Paste 
ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides 


Bacteroides capillosus 
oides capillosus 


ref Pseudoalteromonas 


NR_029365.1 


tes; Clostridia; 
178119 178152 
16S ribosomal RNA, 


Clostridiales; 


7 40 gi 
partial sequence 


Clostr 


B 
Bacteria_16S 


B 
Bacteria_16S 
pyrrocinia strain 
Proteob 
Burkholderia cepa 
Bacteria_16S 
B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
237957 237990 7 40 gi 


etaproteobacteria; Burkholderiales; Bu 
239506 239539 7 40 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

241092 241125 7 40 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


256222 256255 7 40 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
289369 289402 7 40 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
307736 307769 7 40 gi 


etaproteobacteria; Burkholderiales; Co 
335279 335312 8 41 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
366677 366710 7 40 gi 
rain F23 16S ribosomal RNA, partial se 


ribosomal RNA, partial sequence 


234235 23583 


6S ribosomal RNA, partial sequence 237457 23896 


240595 24207 


S ribosomal RNA, complete sequence 307188 30872 


idiaceae; 
265678944 
17756 


rkholderia 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 


265678891 
ence 25570 
riales; Bu 
265678867 

28882 
caligenace 
265678855 


mamonadace 
265678834 
33475 
riales; Bi 
265678810 
quence 


alteromonas tunicata 
aceae; 


10291 Pseudo 
seudoalteromonad 


Clostridium 
idium propionicum 


ref |NR_029269.1 
7 153137 Clostr 
Clostridium. 
ref |NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref |NR_029234.1 

205252 206750 
olderiales; Alca 
ref |NR_029223.1 
9 222097 Mycoba 
nebacterineae; M 


Aeromonas punctata 
nas punctata Bacteria; 


Taylorella 

Taylorella 
ligenaceae; Taylorella. 

Mycobacterium 
cterium genavense 
ycobacteriaceae; 


ref|NR_029213.1| Burkholderia graminis 
4 Burkholderia graminis Bacteria; 
ceae; Burkholderia. 

ref|NR_029211.1| Burkholderia glumae 

6 Burkholderia glumae Bacteria; 

ceae; Burkholderia. 

ref|NR_029210.1| Burkholderia 

7 240544 Burkholderia pyrrocinia 
rkholderiaceae; Burkholderia; 


Burkholderia cepacia 
cepacia Bacteria; 


ref |NR_029209.1 
2 Burkholderia 


ceae; Burkholderia; Burkholderia cepacia 
ref|NR_029199.1| Burkholderia 
3 257168 Burkholderia xenovorans 
rkholderiaceae; Burkholderia. 
ref|NR_029173.1| Bordetella holmesii 
4 290348 Bordetella holmesii Bacteria; 
ae; Bordetella. 
ref|NR_029161.1| Comamonas testosteroni 
3 Comamonas testosteroni Bacteria; 
ae; Comamonas. 
ref|NR_029139.1| Bifidobacterium 
5 336267 Bifidobacterium subtile 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029115.1| Idiomarina 

366150 367594 Idiomarina 


cteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 

426564 426597 8 41 gi|265678770|ref|NR_029075.1| Nesterenkonia 
ain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
esterenkonia. 

434320 434353 7 40 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

487919 487944 7 32 gi| 265678726 |ref|NR_029031.1| Marinomonas 
n Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
acteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

588426 588459 7 40 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
ibosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

658172 658201 8 37 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 


657665 659120 Anaerostipes caccae Bacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 


38886 


strain M343/98/2 


38886 


cetonica strain 4 
Bacteria; 


38886 


strain S-743 16S 
Tenericutes; Moll 


38886 


mexicanus strain 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
38886 Bacteria_16S 873337 873370 7 40 gi| 265678463 
strain N-1 16S ribosomal RNA, partial sequence 872811 87416 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
38886 Bacteria_16S 892772 892805 7 40 gi| 265678449 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 89373 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
38886  Bacteria_16S 894307 894340 7 40 gi| 265678448 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 89526 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
38886 Bacteria_16S 895842 895875 7 40 gi| 265678447 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 89680 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
38886 Bacteria_16S 948514 948547 7 40 gi| 265678413 
strain PHL 16S ribosomal RNA, partial sequence 947973 94948 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
38886 Bacteria_16S 950075 950108 7 40 gi| 265678412 
strain 133 16S ribosomal RNA, partial sequence 949535 95104 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
38886 Bacteria_16S 951634 951667 7 40 gi| 265678411 
strain 146 16S ribosomal RNA, partial sequence 951100 95259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
38886 Bacteria_16S 953185 953218 7 40 gi| 265678410 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkho 
Simplicispira. 

38886 Bacteria_16S 954745 954778 7 40 gi| 265678409 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 95569 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
38886 Bacteria_16S 985311 985344 8 41 gi| 265678387 


strain FC 097-2 1 
Tenericutes; Moll 


38886 


strain OK-1 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, 


673359 673388 1 


686892 686933 1 


780358 780391 8 


ribosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
265678473 
85752 


858081 858114 7 


1009866 1009899 7 


ibosomal RNA, partial sequence 


30 gi 


42 gi 


80 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfob 


41 gi 


40 gi 


Lupl 16S ribosomal RNA, partial sequence 


40 gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


38886 


strain SB2B 16S r 


Bacteria_16S 


1011416 1011449 7 


ibosomal RNA, partial sequence 


40 gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


38886 


strain 7-1 16S ri 


Bacteria_16S 


1037329 1037362 7 


bosomal RNA, partial sequence 


40 gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


38886 


1139 16S ribosoma 
Bacillales; 


38886 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae; 


38886 


strain QSSC1-22 1 
Bacteroidetes; 


38886 


strain Ter6 16S r 
Proteobacteria; Betaproteobacteria; 


38886 


ATCC 43969 16S ri 
Bacteria; 


38886 


ATCC 29909 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1 RNA, 
Bacillaceae; 


n JCM 1 
ria; Actinobacteria; 


Collinsella. 


6S ribo 
Flavobacteria; 


ibosoma 


bosomal 
Proteobacteria; 


1087081 1087120 1 
complete sequence 
Bacillus. 
1109785 1109810 17 


1125033 1125086 8 


1146134 1146167 7 


1185428 1185461 7 


1186939 1186972 7 


1 RNA, partial sequence 
Burkholderiales; Ox 


RNA, partial sequence 
Gammaproteobacteria; Enteroba 


40 gi 


1086532 1088056 Bacil 


42 gi 


0188 16S ribosomal RNA, partial 
Coriobacteridae; 


61 gi 


Cryomor 


40 gi 


40 gi 


40 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


265678 


1009316 10108 
hewanellac 


265678 


1010904 10123 
hewanellac 


265678 


1036784 10382 
mamonadace 


265678 


265678 


224581 


somal RNA, partial sequence 1124514 11259 
Flavobacteriales; 


253680 


1145612 11470 
alobactera 


228716 


1184900 11863 
cteriales; 


228716 


gi 


R 


265678600 
16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
265678591 

68634 
acterales; 
265678525 
779845 78130 


sequence 
Coriobacte 


phaceae; C 


371 


370 


353 


318 


302 


403 


759 


090 


058 


ref|NR_028905.1 


ref |NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028829.1 


ref |NR_028776.1 
6 859025 Desulf 
ref 


NR_028766.1 


ceae; 
ref|NR_028751.1 


ceae; Pandoraea. 
ref|NR_028750.1 


ceae; Pandoraea. 
ref|NR_028749.1 


ceae; Pandoraea. 
ref|NR_028715.1 


Acidovorax. 
NR_028714.1 


ae; 
ref 


Acidovorax. 
NR_028713.1 


ae; 
ref 


ae; Curvibacter. 
ref|NR_028712.1 
952645 954156 


ref|NR_028711.1 
7 Giesbergeria 
ae; Giesbergeria 
ref|NR_028689.1 
5 Acholeplasma 
ref |NR_028673.1 
Shewanella. 
NR_028672.1 


eae; 
ref 


Shewanella. 
NR_028655.1 


eae; 
ref 


Curvibacter. 
NR_028620.1 
akibai Bacte 


ae; 
ref 
lus 


ref |NR_028604.1 

1109258 111072 
riales; Coriobac 
ref|NR_027184.1 


ryomorpha. 
ref|NR_028007.1 


ceae; Collimonas 
ref|NR_027546.1 


Enterobacteriac 


; Desulfovibrionaceae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
; Actinomycetaceae; Actinomyces. 


Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Acholeplasma axanthum 


7 Acholeplasma axanthum Bacteria; 


Desulfovibrio 
ovibrio mexicanus 
Desulfovibrio. 
Cupriavidus necator 


6 Cupriavidus necator Bacteria; 
Cupriavidus. 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 


lderiales; Comamonadaceae; 


Giesbergeria sinuosa 


sinuosa Bacteria; 


Acholeplasma vituli 


vituli Bacteria; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Collinsella 
0 Collinsella 


terineae; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


ref|NR_027545.1 


186411 1187871 Yersinia intermedia ATCC 29909 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


38886 Bacteria_16S 1188450 1188483 7 40 gi| 228716012 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
38886 Bacteria_16S 1189961 1189994 7 40 gi| 228715942 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
38886 Bacteria_16S 1191457 1191486 11 40 gi| 228715750 
strain EX-H1l 16S ribosomal RNA, partial sequence 1190944 11924 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

38886 Bacteria_16S 1192999 1193032 7 40 gi| 228715722 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Borde 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
38886 Bacteria_16S 1196095 1196148 1 54 gi| 228715574 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 11955 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacter 
38886 Bacteria_16S 1197661 1197694 7 40 gi| 228715504 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 11971 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderia 
38886 Bacteria_16S 1203687 1203712 17 42 gi| 228715356 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 12031 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; 
Collinsella. 

38886 Bacteria_16S 1205194 1205219 17 42 gi| 228715355 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 12061 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Cori 
Collinsella. 

38886 Bacteria_16S 1241467 1241496 11 40 gi| 219878120 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenotherma 
38886 Bacteria_16S 1283322 1283355 7 40 gi|219846066 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 12842 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
38886 Bacteria_16S 1342812 1342885 7 80 gi|228721107 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferri 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonada 
38886 Bacteria_16S 1359447 1359480 7 40 gi| 228720024 
thailandensis strain E264 16S ribosomal RNA, partial sequence 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia; pseudomallei group. 

38886 Bacteria_16S 1366937 1366970 7 40 gi| 228718799 
strain E58 16S ribosomal RNA, complete sequence 1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

38886 Bacteria_16S 1376180 1376213 7 40 gi| 228717818 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 13756 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales 
38886 Bacteria_16S 1382110 1382143 7 40 gi|228717104 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 13830 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
38886 Bacteria_16S 1385162 1385195 7 40 gi| 228716834 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 
denitrificans 0S217 Bacteria; Proteobacteria; Gammaproteobacteria; 
Shewanella. 

38886 Bacteria_16S 1386673 1386706 7 40 gi| 228716754 
strain STM815 16S ribosomal RNA, partial sequence 1386182 13876 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
38886 Bacteria_16S 1388188 1388221 7 40 gi| 228716720 
strain STM678 16S ribosomal RNA, partial sequence 1387667 13891 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
38886 Bacteria_16S 1403069 1403142 7 80 gi|219857444 
ulvae strain UL12 16S ribosomal RNA, partial sequence 14026 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 

38886 Bacteria_16S 1412065 1412098 7 40 gi| 224581450 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 14130 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalter 
38886 Bacteria_16S 1424276 1424309 7 40 gi| 224581442 
strain B4P 16S ribosomal RNA, partial sequence 1423741 14252 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
38886 Bacteria_16S 1430502 1430535 7 40 gi| 224581435 


ref|NR_027544.1| Yersinia frederiksenii 
82 Yersinia frederiksenii ATCC 33641 
Enterobacteriaceae; Yersinia. 
ref|NR_027543.1| Yersinia bercovieri 

93 Yersinia bercovieri ATCC 43970 
Enterobacteriaceae; Yersinia. 
ref|NR_027538.1| Persephonella marina 
06 Persephonella marina EX-H1 Bacteria; 


Bordetella hinzii LMG 
13501 Bacteria; 


ref 
tell 
ae; 

ref 


NR_027537.1 
a hinzii LMG 
Bordetella. 
NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_027534.1 
31 1198567 Ramlib 
les; Comamonadac 
ref|NR_027528.1 
62 1204620 Collin 
Coriobacterine 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 
Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 
Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


v 


ref 


NR_027527.1| Collinsella stercoris 
28 Collinsella stercoris DSM 13279 
obacterineae; Coriobacteriaceae; 


NR_025259.1 
1240965 124241 
ceae; Sulfurihyd 
ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 
ceae; Burkholderia. 
ref|NR_027602.1| Ferrimonas balearica 
monas balearica DSM 9799 Bacteria; 
ceae; Ferrimonas. 
ref |NR_027587.1 
1358923 136041 
Burkholderiales; 


ref Sulfurihydrogenibium 
1 Sulfurihydrogenibium 


rogenibium. 


Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


ref|NR_027576.1 
26 Chlamydophila 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae; Polaromonas. 

ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 0S145 Bacteria; 
eae; Idiomarina. 
ref|NR_027556.1 
1384632 138613 
Alteromonadale 


Polaromonas 
monas naphthalenivorans 


, 


Shewanella 
1 Shewanella 
; s; Shewanellaceae; 
ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 


Burkholderia phymatum 
phymatum STM815 
Burkholderia. 
Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 

ref|NR_025032.1| Pseudoalteromonas 

05 1403959 Pseudoalteromonas ulvae 
seudoalteromonadaceae; 


ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 

ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 

; Thauera. 


Phocoenobacter uteri 


ref|NR_027217.1 


strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 


38886 Bacteria_16S 


1438219 1438252 7 


40 


strain S2 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


38886 Bacteria_16S 


1442861 1442894 7 


40 


gi| 224581429 |ref 


NR_027211.1 


Thauera aminoaromatica 


1437684 1439179 Thauera aminoaromatica Bacteria; 


gi| 224581426 |ref 


Thauera. 


NR_027207.1 


Actinobacillus scotiae 


strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 


Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; 


38886 Bacteria_16S 


ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achro 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


38886 Bacteria_16S 


strain SK-1T 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


38886 Bacteria_16S 
piechaudii strain 


38886 Bacteria_16S 


AMMD 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


complex. 
38886 Bacteria_16S 


denitrificans strain K601 16S ribosomal RNA, 
denitrificans K601 Bacteria; 


Alicycliphilus. 
38886 Bacteria_16S 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


Burkholderia; 


38886 Bacteria_16S 


strain KMM 231 16S ribosomal RNA, partial sequence 


Proteobacteria; 


38886 Bacteria_16S 
subsp. 

subsp. smithia Bacteria; 
38886 Bacteria_16S 


decolorationis strain S12 16S ribosomal RNA, partial sequence 
decolorationis Bacteria; 


Shewanella. 
38886 Bacteria_16S 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


stercoricanis Bacteria; 
38886 Bacteria_16S 


strain KMM 241 16S ribosomal RNA, partial sequence 


Proteobacteria; 


38886 Bacteria_16S 


strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 


1456470 1456503 7 


1459293 1459326 7 


1471545 1471578 7 


1472935 1472968 7 


1480681 1480714 7 


1533439 1533472 7 


1545679 1545712 7 


1571026 1571059 7 


Proteobacteria; 
1607879 1607912 7 


Proteobacteria; 
1622900 1622933 7 
Proteobacteria; 


1700683 1700716 7 


1725097 1725130 7 


Proteobacteria; 


40 


40 


40 


EY3860 16S ribosomal RNA, partial sequence 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; 


40 


1472412 1473865 Burkh 


40 


40 


40 


40 


smithia strain AS20/1/1 16S ribosomal RNA, partial 


40 


partial sequence 
Betaproteobacteria; 


gi|224581416|ref 


gi| 224581413 |ref 


Pasteurellaceae; 


Alcaligenaceae; 


NR_027197.1 


NR_027194.1 


Actinobacillus. 


Achromobacter 


mobacter ruhlandii 
Achromobacter. 


Xenorhabdus japonica 


1458766 1460246 Xenorhabdus japonica Bacteria; 


gi|224581405|ref 


gi|224581402|ref 


gi|219878371|ref 


gi|219857425|ref 


gi| 219857261 |ref 


Enterobacteriaceae; 


1471041 147236 


Burkholderiales; Alcaligenaceae; 


1480151 148165 
Burkholderiales; 


1532915 153432 
Burkholderiales; 


NR_027186.1 


NR_024882.1 


NR_025510.1 


NR_025013.1 


NR_024892.1 


Xenorhabdus. 


Achromobacter 
1 Achromobacter 
Achromobacter. 
Burkholderia ambifaria 


olderia ambifaria AMMD Bacteria; 
Burkholderia; 


Burkholderia cepacia 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Burkholderia 
2 Burkholderia 


Burkholderiaceae; 


Idiomarina zobellii 


1545151 1546614 Idiomarina zobellii Bacteria; 


Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


gi| 219878156 |ref 


gi|219878471|ref 


sequence 1570477 157198 
Gammaproteobacteria; Aeromonadales; 


1607365 160881 


Idiomarina. 
NR_025295.1 


NR_025610.1 


Aeromonadaceae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
Aeromonas. 
Shewanella 
2 Shewanella 


Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


40 


40 


40 


gi|219878461|ref 


gi| 219878407 |ref 


1622384 162383 
Burkholderiales; Alca 


NR_025600.1 


NR_025546.1 


Sutterella 

8 Sutterella 
ligenaceae; Sutterella. 
Glaciecola mesophila 


1700153 1701651 Glaciecola mesophila Bacteria; 


Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


gi| 219878391 |ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


38886 Bacteria_16S 


1769062 1769095 7 


40 


strain 525 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


38886 Bacteria_16S 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 


stellipolaris Bacteria; 
Alteromonas. 
38886 Bacteria_16S 
strain LMG 21857 
Proteobacteria; 

38886 Bacteria_16S 
strain DSM 11334 


1860268 1860301 7 
Proteobacteria; 


1869429 1869462 7 


1897251 1897284 7 


40 


40 


16S ribosomal RNA, partial sequence 1868909 18703 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


40 


16S ribosomal RNA, partial sequence 1896710 18982 


gi| 219878358 |ref 


Glaciecol 
NR_025530.1 


Comamonas. 
NR_025497.1 


a. 
Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Nautilia lithotrophica 


1768558 1770021 Nautilia lithotrophica Bacteria; 


gi| 219878294 |ref 


gi| 219878288 |ref 


gi| 219878265 |ref 


Nautilia. 


sequence 1859752 186123 
Gammaproteobacteria; Alteromonadales; 


NR_025433.1 
Alt 
NR_025427.1 


Glaciecol 
NR_025404.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
38886 Bacteria_16S 1898793 1898826 7 40 gi|219878264|ref|NR_025403.1 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Bracki 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 


38886 
mannitolilytica s 


mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
Ralstonia. 
38886 Bacteria_16S 1936317 1936350 7 40 gi| 219878237 |ref|NR_025376.1 


nitrativorans strain 23310 16S ribosomal RNA, partial seq 


nitrativorans Bac 
38886 


Bacteria_16S 


Bacteria_16S 


1922622 1922655 7 40 gi 
train LMG6866 16S ribosomal RNA, partial 


teria; Proteobacteria; 


1947041 1947074 7 


Betaproteobacteri 
40 gi 


ligen 


219878246 


sequ 


uence 
a; Bu 


219878230 


aceae; Brackiella. 
ref|NR_025385.1 
ence 1922112 192356 


1935800 193729 
rkholderiales; Coma 
ref |NR_025369.1 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Bordetella petrii 


strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


38886 


Bacteria_16S 


strain 95Al 16S ribosomal RNA, 


1962204 1962237 7 


40 
complete sequence 


gi|219878220 


1961654 19631 


ref 


NR_O 


25359.1 


Pasteurella skyensis 
86 Pasteurella skyensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Past 
Bacteria_16S 


38886 


1965291 1965324 7 40 gil|2 


19878218 


subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 


subsp. parafaecalis Bacteria; 


Alcaligenes. 


Proteobacteria; 


Betaproteob 


eurellaceae; 


acteria; 


38886 


Bacteria_16S 


1989826 1989859 7 


40 


gi|219878202 


ref |NR_025357.1 


ref|NR_025341.1 


Pasteurella. 


Alcaligenes faecalis 


1964797 1966210 Alcaligenes faecalis 
Burkholderiales; 


Alcaligenaceae; 


Serratia 
1 Serratia 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial 
proteamaculans Bacteria; 


Serratia. 
38886 
strain DSM 30063 


Bacteria_16S 


sequence 1989290 199079 


38886 


Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

1991374 1991407 7 40 gi|219878201|ref|NR_025340.1| Serratia grimesii 

16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

1992917 1992950 7 40 gi|219878200|ref|NR_025339.1| Serratia fonticola 
strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

1994465 1994498 7 40 gi|219878199|ref|NR_025338.1| Serratia entomophila 


38886 
strain DSM 12358 


Bacteria_16S 


16S ribosomal RNA, partial sequence 1993927 19 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteri 


954 


42 Serratia entomophila Bacteria; 
aceae; 


Serratia. 


38886 


strain DSM 4594 1 


38886 


DSM 5563 16S ribo 


Bacteria_16S 


Bacteria_16S 


Gammaproteobacteria; 


38886 


strain Eb 13/82 1 


38886 


strain LMG 317541 


38886 


defragrans strain 
Bacteria; 


38886 


Soel 16S ribosoma 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Gammaproteobacteria; 


38886 


strain 63 16S rib 


38886 


strain SW-47 16S 
Proteobacteria; Gammapro 


38886 


strain AU2944 16S 
Proteobacteria; Betaproteobacteria; 


38886 


henchirensis stra 
henchirensis Bact 


38886 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


38886 


hongkongensis str 
hongkongensis Bac 


38886 


guaymasensis stra 
Bacteria; Aquific 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


riboso 


in TMB8 
eria; Proteobacteria; 


teria; 


1996000 1996033 7 


1999084 1999117 7 


Enterobacteriales; 


2003686 2003719 7 


2026309 2026342 7 


2073748 2073781 7 


2089036 2089069 7 


1 RNA, partial sequence 


Xanthomonadales; 
2092036 2092069 7 


2101192 2101225 7 
partial 


2122478 21225117 


2178453 2178486 7 


2182990 2183019 1 


2229926 2229959 7 


Proteobacteria; 
2231420 2231449 11 


2239062 22390957 


40 


6S ribosomal RNA, partial sequence 1995493 19 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


40 


somal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriaceae; 


40 


6S ribosomal RNA, partial sequence 2003168 20 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


40 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


40 


40 


2088549 2089942 Ne 
Sinobacteraceae; 


40 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


40 
sequence 


teobacteria; Alteromonadales; Alt 


40 


mal RNA, partial sequence 
Burkholderiales; 


40 


30 


40 


40 


in H2 16S ribosomal RNA, partial sequence 
ae; Aquificales; Hydrogenothermaceae; 


40 


ATCC 43380 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


38886 


Bacteria_16S 


2240573 2240606 7 


40 


NCTC 5923 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


38886 


strain ATCC 33638 
Bacteria; 


38886 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


2242084 22421177 


2243595 2243628 7 


40 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


40 


gi|219878198 


gi|219878196 
gi|219878193 
gi|219878178 


gi|219878141 


54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castel 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi| 219878130 
Nevskia. 


gi|219878128 


2091488 20930 


gi|219878121 
2100672 21021 


gi|219857653 
2121958 21233 


gi|219857614 


34 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi|219857611 


ain HKU8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


gi| 219857579 


ain HKU1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


219857578 
22309 


gi 
gi| 219857573 
2238534 22399 


gi| 219857572 
2240045 22415 


219857571 
22415 


gi 


gi| 219857570 


969 


agia fontium Bacter 


Pragia. 


046 


2025759 2027165 Aeromo 


Alcaligenaceae; Ca 


vskia ramosa Bacter 


Burkholderiales; 


Actinomycetales; 


Neisseriales; 


ref |NR_025337.1 


ref|NR_025335.1 


ref |NR_025332.1 
Budvi 
ref|NR_025317.1 
Aeromonas. 
ref|NR_025280.1 


ref |NR_025269.1 


ref|NR_025267.1 
Shewanella. 
ref|NR_025260.1 
Alteromon 
ref |NR_025242.1 
Ralstonia. 
NR_025203.1 
177978 217937 


ref 


ND 


ref |NR_025200.1 


182453 218387 


nN 


ref|NR_025167.1 
2229404 223086 
Neisser 


ref|NR_025166.1 


ref|NR_025161.1 
94 Yersinia 
teriaceae; 
ref|NR_025160.1 


Comamonadaceae; 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
Rahnella. 


Pragia fontium strain 
ia; Proteobacteria; 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Nevskia ramosa strain 
ia; Proteobacteria; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
eromonadaceae; 


as. 
Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 
Burkholderiaceae; 


Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Actinomyces 
7 Actinomyces 


Actinomycineae; 


Laribacter 

2 Laribacter 
iaceae; Laribacter. 
Persephonella 


13 2232371 Persephonella guaymasensis 
Persephonella. 


Yersinia rohdei strain 


rohdei Bacteria; 
Yersinia. 


Yersinia pestis strain 


05 Yersinia 


pestis Bacteria; 


teriaceae; 
ref|NR_025159.1 


Yersinia. 


Yersinia kristensenii 


56 2243016 Yersinia kristensenii 
Enterobacteriaceae; 


Yersinia. 


ref|NR_025158.1 


Yersinia 


2243067 2244527 Yersinia 


pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 


38886 
strain DSM 11853 
Proteobacteria; 

38886 
strain KF46F 16S 
Proteobacteria; 

38886 


Proteobacteria; 
38886 
strain KCTC 12005 
Proteobacteria; 
38886 
strain IPT10 16S 
Proteobacteria; 

38886 


38886 
strain ATCC49733 
Proteobacteria; 

38886 


caledonica strain 
caledonica Bacter 


38886 
strain KCTC 3666 

Firmicutes; Bacil 
38886 


Aeromonadaceae; 
38886 
strain 3CB-1 16S 


Bacteria_16S 


B 
Bacteria_16S 


B 
Bacteria_16S 
strain K24 16S ri 
B 
Bacteria_16S 


B 
Bacteria_16S 


B 
Bacteria_16S 
denitrificans str 
denitrificans Bac 
Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
subsp. pectinolyt 
salmonicida subsp 
Aeromonas. 
Bacteria_16S 


2274347 2274380 7 40 gi 
etaproteobacteria; Burkholderiales; Bu 
2304502 2304535 7 40 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2307601 2307634 7 40 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2315146 23151797 40 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2330237 23302707 40 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2352829 2352862 7 40 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2363593 2363626 7 40 gi 


ammaproteobacteria; Pasteurellales; Pa 
2386294 2386327 7 40 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2450226 2450279 8 61 gi 


’ 


lales; Thermoactinomycetaceae; Laceyel 
2456310 2456343 7 40 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


2498351 2498384 7 40 
ribosomal RNA, partial sequence 


gi 


rk 


ma. 


ca 


ma. 


rk 


st 


rt 
ia 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
holderia 
219857526 
2303983 23054 
monadace 
219857524 
2307079 23085 
ligenace 
219857519 


23146 


nce 
a; 


quence 


, 


219857384 
2497830 24993 


monadace 
219857509 
2329695 23312 
holderia 
219857492 
ue 
ri Burkh 
219857485 
16S ribosomal RNA, partial sequence 2363042 23645 
eurellac 
219857469 
se 
Burkhold 
219857419 
16S ribosomal RNA, partial sequence 2449732 24511 
la 
219857413 
ial sequ 
Gammap 


ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 
ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 
ae; Xenophilus. 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025097.1| Burkholderia sacchari 
17 Burkholderia sacchari Bacteria; 
ceae; Burkholderia. 
ref|NR_025080.1] Comamonas 

2352316 2353757 Comamonas 
olderiales; Comamonadaceae; Comamonas. 
ref|NR_025073.1| Haemophilus felis 
76 Haemophilus felis Bacteria; 
eae. 
ref|NR_025057.1 

2385781 238725 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Comamonas koreensis 
nas koreensis Bacteria; 


Burkholderia 
6 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


ref 
ence 
rote 


NR_025001.1| Aeromonas salmonicida 
2455783 2457213 Aeromonas 
obacteria; Aeromonadales; 


ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

38886 Bacteria_16S 2512101 2512134 8 41 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
38886 Bacteria_16S 2544812 2544845 7 40 gi|219857347|ref|NR_024935.1| Acidovorax facilis 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

38886 Bacteria_16S 2546368 2546401 7 40 gi|219857346|ref|NR_024934.1| Hylemonella gracilis 
strain ATCC 19624 16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 

38886 Bacteria_16S 2573973 2574006 7 40 gi|219857285|ref|NR_024916.1| Desulfovibrio 


aminophilus strai 
aminophilus Bacte 


Desulfovibrio. 
38886 
asinigenitalis st 
asinigenitalis Ba 
38886 
strain HPA92 16S 
Proteobacteria; 

38886 
strain 177 16S ri 
Proteobacteria; 
38886 
strain VB32 16S r 
Proteobacteria; B 
38886 
strain SWub3 16S 
Proteobacteria; 

38886 
strain Y223G 16S 
Proteobacteria; 

38886 
hydrogeniphila st 
hydrogeniphila Ba 
38886 
strain T7 16S rib 
Proteobacteria; B 
38886 


B 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2653769 2653802 7 40 
ribosomal RNA, partial sequence 


Rhod 
gi 


Oc 


2651733 26532 


yclaceae 


219857222 
2653267 26546 


nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 


n ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

2575559 2575592 7 40 gi|219857284|ref|NR_024915.1| Taylorella 
rain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 

2601608 2601641 7 40 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 
ribosomal RNA, partial sequence 2601060 2602563 Mannheimia ruminalis Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

2603162 2603195 7 40 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
bosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

2652283 2652316 7 40 gi|219857223|ref|NR_024851.1| Azoarcus indigens 


16 Azoarcus indigens Bacteria; 
; Azoarcus. 
ref|NR_024850.1| Azoarcus communis 
16 Azoarcus communis Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2716633 2716666 7 40 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
ammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

2727355 2727384 11 40 gi|219857169|ref|NR_024797.1| Persephonella 
rain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
cteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

2743773 2743806 7 40 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
osomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

2749475 2749508 7 40 gi|219857154|ref|NR_024782.1| Diaphorobacter 


2748935 2750455 Diaphorobacter 


nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Diaphorobacter. 

38886 Bacteria_16S 
strain ATCC15947 
Bacteria; 


38886 Bacteria_16S 


strain JCM1680 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


38886 Bacteria_16S 


strain JCM1679 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


38886 Bacteria_16S 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 


Bacteria; 
38886 Bacteria_16S 
strain IAM 12409 


2763005 2763038 7 


2764521 2764554 7 


2766037 2766070 7 


2835528 2835561 7 


2847731 2847764 7 


40 


40 


40 


40 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


40 


16S ribosomal RNA, partial sequence 2762542 27639 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 2847193 28487 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


38886 Bacteria_16S 


38886 Bacteria_16S 


strain JCM1240 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


38886 Bacteria_16S 


2861707 2861740 7 


2947252 2947285 7 


2960639 2960672 7 


ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Alteromonadales; 


38886 Bacteria_16S 
pneumoniae strain 


38886 Bacteria_16S 
strain BSB411 16S 


ribosomal RNA, 


2982073 2982106 7 


3014032 3014065 7 


40 


2 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; 


40 


40 


2960112 2961625 Colwe 
Colwelliaceae; 


40 


40 


complete sequence 


gi|219857142|ref|NR_024770.1| Edwardsiella tarda 
40 Edwardsiella tarda ATCC 15947 
Enterobacteriaceae; Edwardsiella. 
gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
2763991 2765456 Edwardsiella ictaluri Bacteria; 
teriaceae; Edwardsiella. 
gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
2765507 2766972 Edwardsiella hoshinae Bacteria; 
teriaceae; Edwardsiella. 
gi|219856900|ref|NR_024721.1| Burkholderia 
92 2836452 Burkholderia kururiensis 
Burkholderiaceae; Burkholderia. 
gi|219856892|ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
Delftia. 
gi| 219856883 |ref|NR_024702.1| Curvibacter 
sequence 2861171 2862678 Curvibacter 
Burkholderiales; Comamonadaceae; Curvibacter. 
gi|219856825|ref|NR_024644.1| Serratia rubidaea 


2946729 29481 
gi| 219856816 


Colwellia. 
gi| 219846935 


TW-183 16S ribosomal RNA, partial sequence 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; 


gi|219846914 
3013492 30150 


Chl 


ref 


ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


38886 Bacteria_16S 


dextrinosolvens strain 0554 16S ribosomal RNA, partial 
dextrinosolvens Bacteria; 


Succinivibrio. 
38886 Bacteria_16S 


3056582 3056655 7 
Proteobacteria; 


3059617 3059650 7 


80 


40 


strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


38886 Bacteria_16S 


3061158 3061191 7 


40 


219846884 
sequence 


gi 


Gammaproteobacteria; Ae 


gi| 219846882 
3059104 30605 


gi| 219846881 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 


mechernichensis Bacteria; 


38886 Bacteria_16S 
caribensis strain 


38886 Bacteria_16S 


oxalivorans strain RAOx- 


oxalivorans Bacteria; 
38886 Bacteria_16S 

oxalaticus strain 
Bacteria; 
38886 


Firmicutes; 
Bacteria_16S 


arcachonense strain F1F6 


arcachonense Bacteria; 
Sulfurospirillum. 
38886 Bacteria_16S 


proteolyticus strain DSM 
proteolyticus Bacteria; 


38886 Bacteria_16S 
strain CE2203 16S 


RAOx1 


Proteobacteria; 
3077514 3077547 7 
3121164 31212051 


Firmicutes; Bacillales; 
3122711 31227521 


Bacillales; 
3158997 31590307 


3169531 3169564 8 


Deinococcus-Thermus; 
3172578 3172611 7 


Betaproteobacteria; 


40 


20540 16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 


gi|219846870 


MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; 


FS 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 31221 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


38886 Bacteria_16S 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
38886 Bacteria_16S 


3212038 32120717 


3221172 32212057 


40 


sequenc 


gi| 219846773 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 


Bacteria; 
38886 


Bacteria_16S 


3222691 32227247 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


40 


Ox 
219846772 


gi 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Janthinobacterium. 


Rho 


ref 


ref 


ref 


ref 


ref 


alob 
ref 


llia 
2981577 298305 


amydophila. 


3056079 305754 
romonadales; 


3060645 306213 
docyclales; 


3076975 307840 


e 3211554 321297 
Campylo 


51 3222119 Janthi 


NR_024635.1 


NR_026527.1 


NR_026506.1 


Acidovorax. 
NR_026476.1 


Suc 


NR_026474.1 


NR_026473.1 


NR_026462.1 


Burkholderiales; Burkhol 
42 gi|219846841|ref|NR_026433.1 
3120644 312214 
Paenibacillaceae; Aneurinibacillus 
42 gi|219846840|ref|NR_026432.1 
91 3123687 Ammoni 
Paenibacillaceae; Aneurinibacillus group; Ammon 
40 gi|219846816|ref|NR_026408.1 
3158497 315992 
Campylobacterales; 
41 gi|219846808|ref|NR_026400.1 
sequence 3169032 317049 
Deinococci; Deinococcales; Deinococc 
40 gi|219846806|ref|NR_026398.1 
3172065 31735 
Thiorhodococcus. 
40 gi|219846780|ref|NR_026372.1 


bacterales; 
NR_026365.1 


acteraceae; 
NR_026364.1 


maris Bacteria; 


Rhodocyclaceae; 


70 Serratia rubidaea Bacteria; 


teriaceae; Serratia. 


Colwellia maris strain 
Proteobacteria; 


Chlamydophila 
5 Chlamydophila 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 
Thauera. 


Thauera 

5 Thauera 

Thauera. 
Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Ammoniphilus 

0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Sulfurospirillum 

9 Sulfurospirillum 
Campylobacteraceae; 


Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 

Janthinobacterium 


3222170 3223638 Janthinobacterium 


38886 


strain Feox-1 16S 


38886 
strain 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


38886 


strain LMG 2207 1 


38886 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae; 


38886 


neopropionicum st 
neopropionicum Ba 


38886 


strain 106 16S ri 


38886 


strain Anox B 16S 


38886 
strain 


38886 


strain 3015 16S r 


38886 


succiniciproducen 
succiniciproducen 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


3269415 3269448 7 


3310588 3310625 3 


40 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


40 


1A-C 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
: CIP 7430 


Bacteria_16S 


Bacteria_16S 


Anaerobiospirillum. 


38886 


strain Inkinen 16 


38886 


strain IC079 16S 


38886 


psychrotropica st 
psychrotropica Ba 


38886 


porcinus strain N 
Bacteria; 


38886 


strain ROO1 16S r 


38886 


strain PG8 16S ri 
Tenericutes; Moll 


38886 


strain 19L 16S ri 
Tenericutes; Moll 


38886 


strain 34-P 16S r 


38886 


strain S51-W 16S 


38886 


strain Hh-2 16S r 


38886 


strain 18323 16S 


38886 


parapertussis str 
parapertussis Bac 


38886 


bronchiseptica st 
bronchiseptica Ba 


38886 


allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


s Bacteria; 


teria; 


cteria; 


3350052 3350085 7 


3496716 3496741 17 


3527000 3527033 8 


Firmicutes; 


3556260 3556293 7 


3589637 3589670 7 


3612481 36125147 


3624220 3624256 1 


3633497 36335307 


3647204 36472377 


3661056 3661089 7 


3662570 3662603 7 


Proteobacteria; 


3695903 3695936 7 


3770497 3770530 7 


3790061 3790090 8 


3791600 3791629 8 


3794615 3794648 7 


3796130 3796163 7 


3802132 38021657 


3803694 38037277 


3805208 3805241 7 


Proteobacteria; 
3806722 3806755 7 


Proteobacteria; 
3812875 3812908 7 


40 


6S ribosomal RNA, partial sequence 3349528 33510 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


42 


DSM 20642 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; 
Coriobacterium. 


Coriobacteridae; 


41 


rain DSM 3847 16S ribosomal RNA, 
Clostridia; 


40 


bosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 


40 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


40 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


37 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


40 


s strain S411 16S ribosomal RNA, partial 
Proteobacteria; 


40 


S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


40 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


40 


rain ACAM 179 16S ribosomal RNA, partial 


cteria; Gammaproteobacteria; Alt 


40 


M319 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


40 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


37 


bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 


37 


bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; A 


40 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


40 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliace 


40 


ibosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


40 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 


40 


ain 522 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


40 


rain Dog 71 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


40 


Gammaproteobacteria; 


gi| 219846741 
3268876 32703 


gi| 219846713 
3310081 33114 


gi| 219846684 


gi|219846578 


gi|219846558 


complete sequence 3526458 352796 


ref |NR_026333.1 


ref 


NR_026305.1 


ref |NR_026276.1 


3496207 349764 


ref|NR_026150.1 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 
Bogoriellaceae; 


Georgenia. 
Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Paucimonas. 


Coriobacterium 
1 Coriobacterium 


Coriobacteriales; Coriobacterineae; 


Clostridium 
8 Clostridium 


Clostridiales; Clostridiaceae; Clostridium. 


gi|219846538 
3555718 35572 


gi|219846516 
3589120 35906 
Ideonella. 

gi|219846497 
36119 


gi| 219846489 
3623734 36252 


219846483 
sequenc 


gi 


gi|219846473 
3646715 36481 
Helicob 
gi|219846464 
3660516 36619 


219846463 
sequenc 


gi 


219846439 
36953 
Pa 
gi| 219846384 
3769978 37714 


gi 


gi|219846370 
3789540 37910 


gi| 219846369 
3791066 37925 


gi|219846367 
3794096 37955 


gi| 219846366 
3795600 37970 


gi|219846361 
3801626 38030 
Helicob 
gi| 219846360 
3803146 38046 


gi| 219846359 


gi|219846358 


Burk 


Burkholderiales; Alca 


ref|NR_026130.1 
47 Zoogloea 


ref|NR_026108.1 


ref|NR_026089.1 
Aeromonas. 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_026056.1 


Glaciecol 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026030.1 
71 3696836 Actino 


ref|NR_025975.1 


ceae; Ralstonia. 


ref|NR_025961.1 


ref |NR_025960.1 


choleplasma. 
ref |NR_025958.1 


Polaromonas. 
NR_025957.1 


ae; 
ref 


ae; Colwellia. 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref|NR_025951.1 


ae; Bordetella. 
ref|NR_025950.1 
3804660 380612 


NR_025949.1 
3806174 380763 
holderiales; Alc 


gi|219846354 


Zoogloea ramigera 


ramigera Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Aeromonas bestiarum 


33 3613434 Aeromonas bestiarum Bacteria; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 

Colwellia 

6 Colwellia 
lwelliaceae; Colwellia. 
Actinobacillus 
bacillus porcinus 


steurellaceae; Actinobacillus. 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Acholeplasma laidlawii 


15 Acholeplasma laidlawii Bacteria; 
aceae; Acholeplasma. 


Acholeplasma oculi 


55 Acholeplasma oculi Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 


ref|NR_025945.1 
381232 


Aeromonas 
7 3813828 Aeromonas 


allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 


38886 


Bacteria_16S 


3818992 3819025 7 


strain 165 16S ri 
Proteobacteria; E 


40 


bosomal RNA, partial sequence 


gi 


219846350|ref 


NR_025941.1 


Helicobacter cinaedi 


3818485 38199 


57 Helicobacter cinaedi Bacteria; 


psilonproteobacteria; Campylobacterales; 


Helicobacteraceae; 


38886 


strain NCTC 3438 
Bacteria; 


38886 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


3825154 3825187 7 


3826633 3826666 7 


strain CS1 16S ri 
Proteobacteria; E 


40 


40 


bosomal RNA, partial sequence 


gi 


complete sequence 


gi 


219846346 |ref 
38245 


219846345 |ref 


NR_025937.1 


NR_025935.1 


Helicobacter. 


Avibacterium volantium 


98 3826078 Avibacterium volantium 


Pasteurellaceae; Avibacterium. 


Helicobacter felis 


3826129 38276 


02 Helicobacter felis Bacteria; 


psilonproteobacteria; Campylobacterales; 


Helicobacteraceae; 


38886 


Bacteria_16S 


3853784 38538177 


strain SS-1 16S r 
Proteobacteria; B 
38886 
stercoraria strai 
stercoraria Bacte 
38886 
strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
Bacteria_16S 


38886 
strain ATH 2.2.1 
Proteobacteria; 
38886 
strain FR2 16S ri 
Proteobacteria; B 
38886 
denitrificans str 
denitrificans Bac 
38886 
strain IAM 12670 
Proteobacteria; 
38886 
strain IAM 12670 
Proteobacteria; 
38886 
strain CL-SP19 16 
Proteobacteria; G 
38886 
chungwhensis stra 
chungwhensis Bact 
Salinimonas. 
38886 
strain 848 16S ri 
Proteobacteria; G 
38886 
strain TF-22T 16S 
Proteobacteria; G 
38886 
violaceinigra str 
violaceinigra Bac 
38886 
pratensis strain 
Bacteria; Proteob 
38886 
strain PS-1 16S r 
Tenericutes; Moll 


B 


B 


B 


40 


ibosomal RNA, partial sequence 


gi 


219846326|ref 


NR_025916.1 


Helicobacter. 


Leptothrix discophora 


3853246 38547 


30 Leptothrix discophora Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3887578 38876117 40 gi 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteria; 
3895293 3895326 7 40 gi 
ribosomal RNA, complete sequence 
3961348 3961381 7 40 gi 
etaproteobacteria; Burkholderiales; Rubr 
3962851 3962884 7 40 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Coma 
3971706 3971739 7 40 gi 


teria; Proteobacteria; 
3973207 3973240 7 


Betaproteobacteri 
40 gi 


etaproteobacteria; Burkholderiales; Oxal 
3973255 3973280 55 80 gi 


etaproteobacteria; Burkholderiales; Oxal 
3983261 3983294 7 40 gi 
S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
4005587 4005620 7 40 gi 
in BH030046 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacteri 


Idi 


4008604 4008637 7 40 
bosomal RNA, partial sequence 


gi 


4045010 4045043 7 40 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
4059993 4060026 7 40 gi 
ain YIM 31327 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacteri 
4084374 4084447 7 80 gi 
F31 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Methylophil 
4106857 4106886 8 37 gi 
ibosomal RNA, partial sequence 
icutes; 


gi 


Acholeplasmatales; Acholeplasmat 


etaproteobacteria; Burkholderiales; Leptothrix. 
219846304 
partial sequence 


219846298 
3894733 38962 


219846251 
16S ribosomal RNA, partial sequence 3960828 39622 


219846250 
3962329 39637 


219846244 
ain AS-Pl 16S ribosomal RNA, partial sequence 


219846243 
16S ribosomal RNA, partial sequence 3972687 39741 


219846243 
16S ribosomal RNA, partial sequence 3972687 39741 


219846236 
3982735 39841 


219846221 


219846217 
4008054 40095 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; 
219846190 
4044490 40 


219846180 


219846163 


219846148 
4106362 41 


ref|NR_025894.1 
388702 
Neisseriales; 


ref|NR_025888.1 


ref|NR_025841.1 
ivivax. 
ref |NR_025840.1 
monadaceae; Rhodoferax. 
ref |NR_025834.1 

3971185 397263 
Burkholderiales; 
ref 


a; 
NR_025833.1 


obacteraceae; 
ref 


Duganella. 
NR_025833.1 


obacteraceae; 
ref 


Duganella. 
NR_025826.1 


omarinaceae; Idiomarina. 
ref|NR_025811.1 
equence 4005071 400647 
a; Alteromonadales; Alte 
ref|NR_025807.1 
Aeromonas. 
ref|NR_025780.1 
459 
eromonadaceae; Alteromon 
ref|NR_025770.1 
sequence 4059499 406093 
a; Burkholderiales; Oxal 
ref|NR_025753.1 
83873 4085273 Methyl 
Methylophilaceae; 
ref|NR_025738.1 
07818 Acholeplasma 
aceae; Acholeplasma. 


40 
ales; 


38886 Bacteria_16S 4128128 41281617 40 gi|219846131|ref|NR_025721.1 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 412904 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Aestuariibacter. 

38886 Bacteria_16S 4129617 4129650 7 40 gi|219846130|ref|NR_025720.1 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 413053 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Aestuariibacter. 

38886 Bacteria_16S 4175860 4175893 7 40 gi|219846096|ref|NR_025686.1 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 


Proteobacteria; 


Betaproteobacteria; 


Burkholderiales; Alca 


38886 


Bacteria_16S 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 


ligenaceae; Achromobacte 


4177345 4177378 7 40 gi 


219846095 


ref 


NR_025685.1 
176834 417830 


rs 


Neisseriaceae; 


Comamonadaceae; 


Vitreoscilla 
4 3888512 Vitreoscilla 
Vitreoscilla. 
Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Brachymonas 
6 Brachymonas 
Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 

Duganella 

7 Duganella 
obacteraceae; Duganella. 
Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Acholeplasma pleciae 


pleciae Bacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


Achromobacter spanius 
spanius Bacteria; 

Tis 

Achromobacter 

6 Achromobacter 


insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


38886 


strain LMG 5906 1 
Proteobacteria; 


38886 


strain N-3 16S ri 
Firmicutes; 


38886 


strain 12B4 16S r 
Firmicutes; 


38886 


4212194 42122311 38 gi| 219846067 |ref|NR_025657.1 
bosomal RNA, complete sequence 4211641 42131 
Bacillaceae; Geobacillus. 
21649 21677 1 29 gi| 265679049 |ref|NR_029357.1 
ibosomal RNA, partial sequence 21157 22626 Propionispira 
Clostridiales; Veillonellaceae; Propionispira. 
32421 32453 8 40 gi| 265679042 |ref|NR_029350.1 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Microbacterium. 


38886 


strain Ifremer A365 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


38886 


strain J1-31B-1 1 
Firmicutes; Erysi 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


Clostridia; 


antarctica strain 
Bacteria; 


38886 
espejiana strain 


4194187 41942207 


41335 41355 7 


55103 55135 8 


82025 82045 7 


40 gi 


6S ribosomal RNA, partial sequence 4193672 41950 
Betaproteobacteria; Burkholderiales; Al 


27 gi 


40 gi 


6S ribosomal RNA, partial sequence 54638 
pelotrichi; Erysipelotrichales; Erysipelotrichac 


27 gi 


127917 127937 7 27 gi 
261 16S ribosomal RNA, partial sequenc 


NF3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
Bacteria_16S 


219846079 


265678977 
e 12740 


ref|NR_025669.1 


Kerstersia. 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 
caligenaceae; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Propionispira arboris 
arboris Bacteria; 


Microbacterium 


Microbacterium flavescens 
Micrococcineae; Microbacteriaceae; 


265679036|ref|NR_029344.1| Vibrio pectenicida 
40774 42243 Vibrio pectenicida Bacteria; 
Vibrio. 
265679027|ref|NR_029335.1| Holdemania filiformis 
56028 Holdemania filiformis Bacteria; 
eae; Holdemania. 
265679009 |ref|NR_029317.1| Pseudoalteromonas 
81499 83011  Pseudoalteromonas antarctica 
nadales; Pseudoalteromonadaceae; 


ref|NR_029285.1| Pseudoalteromonas 
9 128819 Pseudoalteromonas espejiana 


Pseudoalteromonadaceae; 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonas. 

38886 Bacteria_16S 134072 134104 8 40 gi| 265678973 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 13354 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Arthrobacter. 

38886 Bacteria_16S 158374 158406 8 40 gi| 265678957 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Microbacteriaceae; Microbacterium. 

38886 Bacteria_16S 162823 162859 1 37 gi| 265678954 


epidermidis strai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Brevibacterium. 

38886 Bacteria_16S 167599 167619 7 27 gi| 265678951 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

38886 Bacteria_16S 169123 169143 7 27 gi| 265678950 
strain Fowl 16S ribosomal RNA, partial sequence 168553 16998 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
38886 Bacteria_16S 170599 170619 7 27 gi| 265678949 
strain 50 16S ribosomal RNA, partial sequence 170036 17150 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
38886 Bacteria_16S 172109 172129 7 27 gi| 265678948 
strain PB 1 16S ribosomal RNA, partial sequence 171556 17300 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
38886 Bacteria_16S 173617 173637 7 27 gi| 265678947 


398 16S ribosomal 


38886 
strain OY 0-002 1 
Proteobacteria; 
38886 
leiognathi strain 
Bacteria; 
38886 


thermophilus Bacteria; 


Methylococcus. 
38886 
strain 22 16S rib 
Firmicutes; Clost 
38886 
strain 40 16S rib 
Proteobacteria; 
38886 


n P159 16S ribosomal RNA, partial sequence 16233 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


RNA, partial sequence 


175125 175145 7 27 


gi 


176611 176631 7 27 


gi 


179598 179618 7 27 


gi 
Proteobacteria; 


201113 201141 1 

osomal RNA, partial sequence 
ridia; Clostridiales; 
222711 222731 7 
osomal RNA, partial sequence 


29 gi 


27 gi 


173054 174520 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

Bacteria_16S 
6S ribosomal RNA, partial sequence 174571 17599 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Bacteria_16S 
L1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibriona 
Bacteria_16S 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequenc 
Gammaproteobacteria; Methy 


200572 20203 
Clostridiales Family XI. Incertae Sedis; 


222148 22363 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


265678946 
Vv 
265678945 

17604 


les; Vibri 
265678943 


265678929 


265678914 


Vv 


238006 238030 56 80 gi 


ref|NR_029281.1 


ref |NR_029265.1 

157869 159336 
etales; Micrococ 
ref |NR_029262.1 
ococcineae; 


ref |NR_029259.1 


ref |NR_029258.1 


o mimicus Bacteria; 


Arthrobacter 


6 135015 Arthrobacter ureafaciens 
ococcineae; Micrococcaceae; 


Microbacterium 
Microbacterium 
cineae; 


Brevibacterium 


4 163815 Brevibacterium epidermidis 
Brevibacteriaceae; 


Vibrio mimicus strain 
Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 
ibrio. 


ref|NR_029257.1| Vibrio mediterranei 

5 Vibrio mediterranei Bacteria; 

ibrio. 

ref|NR_029256.1| Vibrio gazogenes 

3 Vibrio gazogenes Bacteria; 

ibrio. 

ref|NR_029255.1| Vibrio fischeri strain 


o fischeri Bacteria; Proteobacteria; 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 


ibrio. 

ref |NR_029253.1| Photobacterium 

8 177513 Photobacterium leiognathi 
onaceae; Photobacterium. 
ref|NR_029251.1] Methylococcus 

e 179074 180523 Methylococcus 


lococcales; Methylococcaceae; 


ref|NR_029237.1| Helcococcus kunzii 
6 Helcococcus kunzii Bacteria; 
Helcococcus. 


265678903 


ref|NR_029222.1| Vibrio campbellii 

1 Vibrio campbellii Bacteria; 

ibrio. 

ref|NR_029211.1| Burkholderia glumae 


strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


38886 


pyrrocinia strain 
Bacteria; 
Burkholderia cepa 


38886 


strain 717 16S ri 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


239555 239579 56 


241141 241165 56 


bosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
complex. 


338410 338442 8 


80 gi 


2327 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholde 
cia complex. 


80 gi 


40 gi 


240595 242072 Burkholderia 


saeculare strain 


RA161 16S ribosomal RNA, partial sequence 


265678902 |ref|NR_029210.1 
nce 239017 240544 Burkho 
riales; Burkholderiaceae; 


265678901|ref|NR_029209.1 


rkholderiaceae; Burkholder 


265678832 |ref|NR_029137.1 
337886 339399 Bifido 


Bacteria; Actinobacteria; Actinobacteridae; 


38886 Bacteria_16S 346012 346052 1 41 gi| 265678827 |ref|NR_029132.1 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

38886 Bacteria_16S 359185 359217 8 40 gi| 265678815 |ref|NR_029120.1 


strain YIM 70081 


Bifidobacteriales; 


16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 


Bifidobacteriaceae 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


38886 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


38886 


castelarensis str 
castelarensis Bac 
Streptomycetaceae; 


38886 


strain OK2 16S ri 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


360731 360763 8 


368138 368178 1 


384932 384956 56 


bosomal RNA, partial sequence 


40 gi 


n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


41 gi 


ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


80 gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


38886 


Bacteria_16S 


394155 394179 56 


80 gi 


384340 38587 


strain AIP 354.02 
Firmicutes; 
38886 


Brevibacterium. 
38886 
strain YIM 70085 


38886 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Nesterenkonia. 

38886 Bacteria_16S 442038 442070 8 40 gi|265678760|ref|NR_029065.1 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; B 
Bifidobacterium. 

38886 Bacteria_16S 445136 445160 56 80 gi| 265678758 |ref|NR_029063.1 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 

38886 Bacteria_16S 486345 486365 7 27 gi| 265678727 |ref|NR_029032.1 


69 16S ribosomal 


38886 Bacteria_16S 494113 494145 8 40 gi|265678722|ref|NR_029027.1 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 

38886 Bacteria_16S 495618 495650 8 40 gi|265678721|ref|NR_029026.1 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 


gangotriensis Bac 


38886 
caspium strain M/ 
caspium Bacteria; 


Clostridia; Clostridiales; Lachnospiraceae; 
Bacteria_16S 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 
antiquum Bacteria; 


Bacteria_16S 


16S ribosomal RNA, partial sequence 


420309 420345 1 37 gi 


421857 421889 8 40 gi 


429651 429683 8 40 gi 


RNA, partial sequence 


509446 509482 1 37 gi 


265678774 
sequence 419777 421277 
Actinobacteria; Actinobacteridae; Actinomycetales; 


265678773 
16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
halotolerans strain YIM70084 16S ribosomal RNA, partial 


485792 487320 Vibrio ponticus Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Micrococcaceae; Arthrobacter. 
Bacteria_16S 
106/00/5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacteriaceae; Corynebacterium. 


Microc 
265678712|ref|NR_029017.1 
508981 510331 


ococcineae; Micrococcaceae 
265678814] ref |NR_029119.1 
sequence 360205 361665 
Actinomycetales; Micrococ 


265678809 
sequence 
e; Actinomycetales; Strept 


265678798 |ref|NR_029103.1 
seudomonadaceae; Pseudomon 
265678792 |ref|NR_029097.1 

393626 394999 Oribac 
Oribacterium. 
ref 


NR_029079.1 
Micrococcin 


ref |NR_029078.1 


ref|NR_029073.1 


sequence 429128 430610 


Corynebacter 


38886 


Bacteria_16S 


547478 547498 7 


27 


gi 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
38886 


Bacteria_16S 


acteria; Proteobacteria; Gammaproteoba 


558316 558340 56 80 gi 


265678687 


265678680 


ref|NR_028992.1 


ref 


train KMM 3635 16S ribosomal RNA, partial sequence 546976 54845 
cteria; Alteromonadales; 


NR_028985.1 


8 
P 


Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 

Bifidobacterium 

bacterium saeculare 

; Bifidobacterium. 
Brevibacillus reuszeri 
reuszeri Bacteria; 


Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Streptomyces 
Streptomyces 


omycineae; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Oribacterium sinus 
terium sinus Bacteria; 


Brevibacterium 
Brevibacterium 


eae; Brevibacteriaceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
ococcineae; Yaniellaceae; 
265678768 


Yaniella. 

Nesterenkonia 
Nesterenkonia 

ccineae; Micrococcaceae; 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


Vibrio ponticus strain 
ria; Proteobacteria; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Pseudomonas congelans 


strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


38886 


strain ID131577 1 
Actinobacteria; Rubrobacteridae; 


38886 


strain R9242 16S 


38886 


strain V2-BIII-A2 
Firmicutes; 


38886 


strain Ppe8 16S r 


38886 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae; 


38886 


strain 289 16S ri 


38886 


aerolatum strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Bacillales; 


bosomal RNA, 


Microbacterium. 
38886 


Bacteria_16S 


567400 567440 1 


568906 568946 1 


585399 585431 8 


Bacillaceae; 


588475 588499 56 


600288 600328 1 


615757 615777 7 


618807 618839 8 


641608 641640 8 


41 


41 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


40 


80 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


41 


27 


complete sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


40 


40 


gi 


gi 


568394 569881 Actinobaculum 
nomycineae; 


gi 


partial sequence 
Bacillus. 


gi 


587905 589310 Burkholderia 
rkholderiaceae; 


gi 


rain D13P3 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


Cc 


265678674 


6S ribosomal RNA, partial sequence 566874 568343 Conexibacter 
Solirubrobacterales; 


265678673 


265678662 


265678660 


265678652 
sequence 


265678641 


onexibacteraceae; 


Actinomycetales; 


Conexibacter woesei 
woesei Bacteria; 
Conexibacter. 

NR_028978.1| Actinobaculum urinale 
urinale Bacteria; 
Actinomycetaceae; Actinobaculum. 
NR_028967.1| Bacillus barbaricus 


ref |NR_028979.1 


ref 


ref 


584888 586308 Bacillus barbaricus Bacteria; 


ref|NR_028965.1| Burkholderia tropica 
tropica Bacteria; 
Burkholderia. 
ref|NR_028957.1| Streptomyces 

599812 601293 Streptomyces 
Streptomycineae; 
ref 


NR_028946.1| Vibrio agarivorans 


615203 616744 Vibrio agarivorans Bacteria; 


gi 


V-73 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial 


lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Nesterenkonia. 


38886 


40M4T 16S ribosomal RNA, 
Gammaproteobacter 


38886 


Bacteria_16S 


Bacteria_16S 


644734 644754 7 


670258 670290 8 


complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


Zz] 


644174 645732 Vibrio lentus Bacteria; 


40 


gi 


gi 


strain MV1075 16S 
Thermotogae; 
38886 


38886 


38886 
strain NCTC 10617 


ribosomal RNA, partial sequence 


680963 680983 7 27 gi 


681012 681036 56 80 gi 


682368 682388 7 27 gi 
16S ribosomal RNA, partial sequence 


265678639 


265678623 
sequence 


265678621 


265678602 


265678595 


265678595 


265678594 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


38886 
strain NVI 88/441 


Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 


38886 
strain NVI 88/478 


Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 


38886 
silvestris strain 


silvestris Bacteria; 
Bacteria_16S 
strain Al 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Neisseriales; 
Bacteria_16S 
strain V33 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Neisseriales; 
Bacteria_16S 


38886 


38886 


38886 
VR1 16S ribosomal 


Bacteria_16S 


709232 709252 7 
16S ribosomal RNA, 


27 gi 
partial sequence 


710790 710810 7 
16S ribosomal RNA, 


27 gi 
partial sequence 

730840 730872 1 33 gi 
Firmicutes; Bacillales; 


758842 758862 7 27 gi 


Neiss 


760394 760414 7 27 gi 


Neiss 
769488 769508 7 gi 


RNA, partial sequence 


27 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


38886 
phenolica strain 
Bacteria; 
Pseudoalteromonas 
38886 
strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
koreensis strain LM042 16S ribosomal RNA, partial sequence 


38886 


Bacteria_16S 
O-BC30 16S ribosomal RNA, partial sequence 80896 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Bacteria_16S 


809492 809512 7 27 gi 


838418 838454 1 37 
ribosomal RNA, partial sequence 


gi 


Stre 
gi 


882145 882185 1 41 


Vibrionales; Vibrionaceae; 


Alteromonadales; M 


265678576 


265678575 


265678561 


HR3-23 16S ribosomal RNA, partial sequence 
Planococcaceae; 


265678540 


758305 75981 


eriaceae; 
265678539 


759866 76120 


eriaceae; 
265678533 


768965 770424 Vibrio ruber Bacteria; 


265678506 


265678487 


837961 83941 
ptosporangineae; 


265678456 
88163 


Actinomycetales; 


oritellaceae; 


Solibacillus. 


ref|NR_028944.1| Microbacterium 


618371 619715 Microbacterium aerolatum 
Micrococcineae; Microbacteriaceae; 


ref|NR_028928.1| Nesterenkonia 
641107 642573 Nesterenkonia 
Micrococcineae; 


Vibrio lentus strain 
Proteobacteria; 


ref|NR_028926.1 


ref|NR_028907.1| Marinitoga camini 


669757 671225 Marinitoga camini Bacteria; 
Thermotogales; Thermotogaceae; Marinitoga. 
Bacteria_16S 
strain NA 1 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Neisseriales; 
Bacteria_16S 
strain NA 1 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Neisseriales; 
Bacteria_16S 


ref|NR_028900.1| Neisseria animalis 


680477 681831 Neisseria animalis Bacteria; 
Neisseriaceae; 


Neisseria. 


ref|NR_028900.1| Neisseria animalis 


680477 681831 Neisseria animalis Bacteria; 
Neisseriaceae; 


Neisseria. 


ref|NR_028899.1| Neisseria lactamica 


681882 683236 Neisseria lactamica Bacteria; 


Neisseria. 


ref|NR_028881.1| Aliivibrio wodanis 


708668 710188 Aliivibrio wodanis Bacteria; 
Aliivibrio. 


ref|NR_028880.1| Moritella viscosa 
710239 711741 Moritella viscosa Bacteria; 
Moritella. 
ref |NR_028865.1| Solibacillus 
730321 731827 Solibacillus 


ref|NR_028844.1| Alysiella filiformis 
5 Alysiella filiformis Bacteria; 
Alysiella. 
ref|NR_028843.1| Neisseria dentiae 
6 Neisseria dentiae Bacteria; 
Neisseria. 
ref|NR_028837.1| Vibrio ruber strain 
Proteobacteria; 


ref|NR_028809.1| Pseudoalteromonas 
8 810417 Pseudoalteromonas phenolica 


ref|NR_028790.1| Nonomuraea rubra 

7 Nonomuraea rubra Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_028758.1] Catellatospora 

0 883139 Catellatospora koreensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Catellatospora. 


38886 


strain LMG 18819 
Proteobacteria; 


38886 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas. 


38886 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


38886 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas. 


38886 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


38886 


strain LK2-10 16S 


38886 


strain YLM-32 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 


38886 


strain NAFO0O1 16S 
Firmicutes; 


38886 


psychrophila stra 
Bacteria; 


38886 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


38886 


strain DF-32 16S 
Actinobacteria; Actinoba 
Microbispora. 


38886 


strain DB21MT-5 1 
Proteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


38886 Bacteria_16S 
sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 
38886 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; 


38886 


CMS 81 16S riboso: 
Actinobacteridae; 


38886 


CMS 76r 16S ribos 
Actinobacteridae; 


38886 


strain MBIC3157 1 
Proteobacteria; 


38886 


ATCC BAA-548 16S 
Bacteria; Lentisp 


38886 


stercorihominis D 
stercorihominis D 


38886 


tataouinensis TTB 
TTB310 Bacteria; 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


ribosomal RNA, 


6S ribo 
Gammapro 


CF63 16 
acteria; 


bosomal 
Gammapro 


mal RNA, 
Actino: 


omal RN 
Actino: 


6S ribo 
Gammapro 


ribosomal RNA, 
haerae; 


SM 1724 
SM 17244 Bacteria; 


892821 892845 56 


937619 937639 7 


965493 965513 7 
Proteobacteria; 
1005380 1005400 7 

Proteobacteria; 


1031146 1031186 1 


1048069 1048109 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Micromonospora. 


1076493 1076529 1 


ribosomal RNA, partial sequence 


1081015 1081047 8 


ribosomal RNA, partial sequence 
Bacillales; 


Bacillaceae; 
1088699 1088723 56 


1090170 1090206 1 


Nonomuraea. 
1108257 1108293 1 


1111321 11113417 


1132476 1132512 1 


1135467 1135487 7 


1136997 1137029 8 


complete sequence 


1138548 1138580 8 


1153583 1153603 7 


1180967 1180995 1 


1182474 1182534 1 


Firmicute 
1197710 1197734 56 


1233846 1233878 8 


partial sequence 
cteridae; Actinomycetales; 


RNA, partial sequence 
teobacteria; Vibrionales; Vibr 


mycetales; Micrococcineae; Mic 


partial sequence 
Victivallales; Victivallaceae; 


80 gi 


16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Bu 


27 gi 


KMM 162 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


27 gi 


is strain DV 16S ribosomal RNA, partia 


is Bacteria; Gammaprot 


27 gi 


ain F12-50-Al 16S ribosomal RNA, partial sequenc 
Gammaproteobact 


41 gi 


n TT1-11 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 


41 gi 


10 


Bacillus. 


37 gi| 265678325 
1075986 10774 
Micrococcineae 

40 gi| 265678322 
1080469 10819 

80 gi| 265678317 


in E-3 16S ribosomal RNA, partial sequence 10881 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


37 gi 


ain A-5 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 
eae; 


somal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; Moritellace 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


37 gi| 265678303 
1107766 11092 
Streptosporang 

27 gi| 265678301 
37 gi| 253680768 
11319 

Micr 

27 gi| 253680766 
1134932 11363 
ionaceae; V 

40 gi| 253680765 
1136447 1137959 Leifs 
robacteriac 

40 gi| 253680764 


A, complete sequence 1138010 1139535 Leifs 
mycetales; Micrococcineae; Mic 


27 gi 


somal RNA, partial sequence 115311811545 
teobacteria; Vibrionales; Vibr 


29 gi 


61 gi 


4 16S ribosomal RNA, partial sequence 
Clostridia; 


S; 


80 gi 


310 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderia 


40 gi 


robacteriac 


ionaceae; 


1180467 11819 


265678449 


265678420 


265678401 


265678374 


265678357 


Actinomyc 


265678346 
47573 10490 


P 
265678316 


253680754 


P 
228717635 


Victivall 
228717350 


Clost 
228715504 
11971 


219878266 


Alteromonadales; 
1 sequence 


eobacteria; 


eria; Alteromonadales; 


e; Actinomycetales; 


ref|NR_028751.1 
Pandoraea. 
ref|NR_028722.1 

937095 938588 


ref |NR_028703.1 
964933 966480 
Vibrionales; 


ref |NR_028676.1 
e 1004861 100630 


ref|NR_028659.1 
1030633 103211 
etales; 
ref|NR_028648.1 


Micromonos 


ref|NR_028627.1 
; Rarobacteracea 
ref|NR_028624.1 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028618.1 

1089685 109113 
Strept 


ref|NR_028605.1 
07 Microbispora 
ineae; Streptosp 
ref |NR_028602.1 
ae; Moritella. 
ref|NR_028016.1 
55 1133449 Brevib 
ococcineae; Brev 
ref|NR_028014.1 
ibrio. 
ref|NR_028013.1 
onia aurea Bacte 
eae; Leifsonia. 
ref|NR_028012.1 
onia rubra Bacte 
eae; Leifsonia. 
ref |NR_028002.1 


hotobacterium. 
ref|NR_027565.1 


is. 
ref|NR_027562.1 
181973 118343 
ridiales; 
ref|NR_027534.1 
31 1198567 Ramlib 
les; 
ref 


R 


NR_025405.1 


Comamonadaceae; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 
rkholderiaceae; 


Pseudoalteromonas 
Pseudoalteromonas 


Pseudoalteromonadaceae; 


Salinivibrio costicola 
Salinivibrio costicola 


Vibrionaceae; 


Pseudoalteromonas 
8 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Micromonospora 
4 Micromonospora 


Micromonosporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 
Micromonosporineae; 


poraceae; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Anaerofustis 
4 Anaerofustis 


Eubacteriaceae; Anaerofustis. 


Ramlibacter 

acter tataouinensis 
Ramlibacter. 
Microbacterium 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


38886 


Proteobacteria; 
38886 
strain NCIMB 7030 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


38886 
thermacidophilum 


Bacteria_16S 
strain A431 16S r 
G 
Bacteria_16S 


1257912 1257932 7 27 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1298424 1298460 1 37 gi 
55 16S ribosomal RNA, partial sequence 


gi 


oc 
1330544 1330576 8 40 gi 
subsp. porcinum strain P3-14 16S ribos 


219856813 
1257400 12588 
onaceae; 
219846893 


219846082 
omal RNA, 


ref |NR_024632.1 
ibrio. 
ref |NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_025672.1 
complete sequenc 


Vv 


12979 
occineae 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 
38886 


; Bifidobacteriaceae; Bifidobacterium. 


Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 

38886 
thailandensis str 
thailandensis E26 
Burkholderia; pse 
38886 
strain KA3 16S ri 
Thermotogae; Ther 
38886 
psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


38886 
endolithica strai 
endolithica Bacte 
Micromonosporacea 
38886 
nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1421175 1421207 8 40 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1 
ri 


1451870 14519101 41 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1453408 1453440 8 40 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


ue 


1 
ri 


1395106 13965 


224581444 


224581419 


Actin 


224581418 


ref |NR_027226.1 
1420664 142216 
inomycetales; Mi 


sequ 
dae; 


ence 
Act 


ref|NR_027200.1 
1451367 145284 
etales; Micromon 


nce 
omyc 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


sequ 
dae; 


ence 
Act 


e: 


1355043 1355063 7 27 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 
strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 
costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 

1359496 1359520 56 80 gi|228720024|ref|NR_027587.1| Burkholderia 
ain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 
4 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
udomallei group. 

1395642 1395674 8 40 gi| 228715882 |ref|NR_027541.1| Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Micromonospora 
3 Micromonospora 
osporineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Couchioplanes 
1493762 1495216 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 

Neisseria elongata 

8 1508633 Neisseria 


’ 


es; Neisseriaceae; 
Neisseria elongata 

8 1508633 Neisseria 

es; Neisseriaceae; 


Micromonospora 
9 1532864 Micromonospora 
onosporineae; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Bacillus humi strain 
Bacteria; Firmicutes; 


38886 Bacteria_16S 1472984 1473008 56 80 gi|224581402|ref|NR_024882.1 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifari 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
complex. 
38886 Bacteria_16S 1489792 1489828 1 37 gi| 219846947 |ref|NR_026539.1 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 
38886 Bacteria_16S 1494252 1494292 1 41 gi|219846703|ref|NR_026295.1 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
38886 Bacteria_16S 1501681 1501713 8 40 gi|219846604|ref|NR_026196.1 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomo 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
38886 Bacteria_16S 1507710 1507730 7 27 gi| 219846303 |ref|NR_025893.1 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 150715 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisserial 
Neisseria. 
38886 Bacteria_16S 1507759 1507783 56 80 gi| 219846303 |ref|NR_025893.1 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 150715 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisserial 
Neisseria. 
38886 Bacteria_16S 1531872 1531912 1 41 gi|219857427|ref|NR_025015.1 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 153135 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microm 
Micromonosporaceae; Micromonospora. 
38886 Bacteria_16S 1533488 1533512 56 80 gi|219857425|ref|NR_025013.1 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 153432 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
Burkholderia; Burkholderia cepacia complex. 
38886 Bacteria_16S 1586267 1586299 8 40 gi| 219878487 |ref|NR_025626.1 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi 
Bacillales; Bacillaceae; Bacillus. 
38886 Bacteria_16S 1603283 1603319 1 37 gi|219878475|ref|NR_025614.1 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


1602772 160426 


Brevibacterium 
4 Brevibacterium 


picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


38886 
inopinata strain 


Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichal 
Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacter 


38886 


Bacteria_16S 


1631964 1631996 8 40 gi 
143-02 16S ribosomal RNA, partial sequ 


1657863 1657883 7 27 


gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


219878455 
en 
es 

219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


ref|NR_025594.1 
20 1632923 Erysi 
elotrichaceae; E 
ref|NR_025575.1 
o fortis Bacter 


ce 16314 
Erysip 


’ 


Pp 


i 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Vibrio fortis strain 
a; Proteobacteria; 


38886 Bacteria_16S 1659418 1659438 7 27 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

38886 Bacteria_16S 1694541 1694565 56 80 gi|219878411|ref|NR_025550.1| Pseudomonas cannabina 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 1695461 Pseudomonas cannabina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

38886 Bacteria_16S 1697585 1697617 8 40 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

38886 Bacteria_16S 1699134 1699154 7 27 gi| 219878408 |ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 


Gammaproteobacter 
38886 
agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 
38886 
strain LMG 20362 
Proteobacteria; 

38886 
strain 4-0 16S ri 


G 


38886 
R-3712 16S riboso: 
Gammaproteobacter 
38886 
LMG 19999 16S rib 
Proteobacteria; G 
38886 
15052 16S ribosom 
Gammaproteobacter 
38886 
strain LMG 20546 
Proteobacteria; 
38886 
strain LMG 20536 
Proteobacteria; 
38886 
gandavensis strai 
gandavensis Bacte 
Arthrobacter. 
38886 
myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 
38886 
strain IMSNU 2200 
Actinobacteria; A 
38886 
nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 
38886 
humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 
38886 
strain DSM 13256, 
Thermotogae; Ther 
38886 
strain 2674 16S r 
Proteobacteria; G 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
1781188 1781220 8 40 gi| 219878349 |ref|NR_025488.1 
bosomal RNA, partial sequence 1780670 17821 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
1791676 1791696 7 27 gi|219878341|ref|NR_025480.1 
mal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacte 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1793150 1793170 7 27 gi|219878340|ref|NR_025479.1 


G 


G 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, partial sequence 1776030 17774 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


motogales; Thermotogaceae; Thermosipho 
Bacteria_16S 


ia; Vibrionales; Vibrionaceae; Vibrio. 


osomal RNA, partial sequence 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1796190 1796210 7 27 gi 


ammaproteobacteria; Vibrionales; Vibri 
1797744 1797764 7 27 gi 


on 


ammaproteobacteria; Vibrionales; Vibri 
1799235 1799267 8 40 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


on 


qu 


1817705 1817757 1 53 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


al 
Ss 


1866449 1866489 1 41 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1874056 1874088 8 40 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


om 


s 
Ac 


1900289 1900329 1 41 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

1916475 1916503 15 43 gi 
16S ribosomal RNA, partial sequence 


se 
Ac 


1928807 1928827 7 27 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 


gi 


or 


1792623 17941 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
1794705 1794725 7 27 gi|219878339|ref|NR_025478.1 
al RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


219878337 
16S ribosomal RNA, partial sequence 1797206 17986 


219878336 


Actinomyc 


219878324 


219878290 


219878285 


219878263 


219878250 


219878242 
1928261 19297 


ref|NR_025477.1 


dbra. 
ref 


aceae; V oO. 


NR_025476.1 


ibrio. 
ref|NR_025475.1 

1798724 180016 
etales; Micrococ 


aceae; V 


ence 


ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


sequenc 
phingoba 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref |NR_025424.1 

1873541 187493 
tales; Micrococc 


18659 
onospori 


equence 
tinomyce 


ref|NR_025402.1 
1899804 190110 
tales; Micrococc 


quence 
tinomyce 


ref|NR_025389.1 


1915911 1917433 Thermo 


ref |NR_025381.1 


itellaceae; Moritella. 


38886 
strain 2693 16S r 


Bacteria_16S 


1930343 1930363 7 27 gi 
ibosomal RNA, partial sequence 


219878241 
1929813 1931309 Moritella abyssi Bacteria; 


1753987 1754007 7 27 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
n KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
1776568 1776588 7 2d gi|219878352|ref|NR_025491.1| Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Ornithinimicrobium 
9 Ornithinimicrobium 


ineae; 


Thermosipho geolei 
sipho geolei Bacteria; 


Moritella profunda 


62 Moritella profunda Bacteria; 


ref|NR_025380.1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


Moritella abyssi 


38886 Bacteria_16S 1937857 1937893 1 


paucivorans strain CF 62 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; 


Brevibacteriaceae; Brevibacterium. 

38886 Bacteria_16S 1948579 1948611 8 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
38886 Bacteria_16S 
strain CF-25 16S 


1957586 1957618 8 


38886 Bacteria_16S 
strain CF-43 16S 


1959142 1959174 8 


38886 Bacteria_16S 
strain 581 
Firmicutes; 
38886 


1974180 1974212 1 


Bacillales; Planococcaceae; 
Bacteria_16S 2050846 2050874 1 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 20518 
Clostridiales; Veillonellaceae; 


Firmicutes; 
38886 Bacteria_16S 


Clostridia; 
2066020 2066052 8 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


38886 Bacteria_16S 2123974 2124006 1 
strain TF-12 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; 
38886 Bacteria_16S 2125530 2125562 1 
strain TF-11 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; 
38886 Bacteria_16S 2157168 2157204 1 
strain YIM 90003 


Streptomonospora. 
38886 Bacteria_16S 


2189085 2189105 7 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


38886 Bacteria_16S 2265162 2265182 7 


strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 22660 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


38886 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
38886 Bacteria_16S 


Bacteria_16S 2271316 2271336 7 


2272788 2272808 7 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 


issachenkonii Bacteria; 
Pseudoalteromonas. 
38886 Bacteria_16S 


Proteobacteria; 


2290984 2291004 7 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
38886 Bacteria_16S 
strain KF46F 16S 


Proteobacteria; 


2304551 2304575 56 


38886 Bacteria_16S 2309072 2309108 1 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 


38886 Bacteria_16S 2328717 2328749 8 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 


Microbacterium. 
Bacteria_16S 2346813 2346845 8 


Microbacteriaceae; 
38886 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
38886 Bacteria_16S 2348322 2348354 8 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
38886 Bacteria_16S 2447178 2447198 7 


37 


40 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


33 


16S ribosomal RNA, partial sequence 
Marinibacillus. 


29 


40 


33 


partial sequence 
Bacillus. 


33 


partial sequence 
Bacillus. 


37 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


21 


27 


27 


KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


27 


Gammaproteobacteria; Alte 


27 


Gammaproteobacteria; 


80 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


37 


40 


40 


40 


27 


gi|219878236 


219878229 


gi 


gi|219878223 
1957067 19585 


Micrococcineae; 


gi| 219878222 
1958616 19601 


Micrococcineae; Micrococcaceae; 


gi| 219878212 
1973642 19751 


gi|219878158 


219878146 
20655 


gi 


gi|219857652 
2123444 21249 


gi| 219857651 
2125001 21265 


gi| 219857630 
Streptosporang 


gi| 219857606 


gi|219857556 


gi|219857552 


219857551 
sequence 


gi 


219857538 
sequence 
Alter 


gi 


gi| 219857526 
2303983 23054 
gi| 219857523 
Streptosporang 

gi|219857510 
sequenc 
Actinomyc 


gi|219857496 


Actinom 


gi|219857495 


Actinomycetales; 


Anaerosinus. 


Micrococcineae; Micrococcaceae; 


Actinomycetales; 


ref|NR_025375.1| Brevibacterium 
1937348 1938759 Brevibacterium 
Micrococcineae; 


ref |NR_025368.1| Microbacterium 
1948071 1949550 Microbacterium 
Micrococcineae; Microbacteriaceae; 


ref|NR_025362.1] Arthrobacter luteolus 
65 Arthrobacter luteolus Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_025361.1| Arthrobacter albus 

16 Arthrobacter albus Bacteria; 
Arthrobacter. 
ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 


ref|NR_025285.1| Micrococcus 

12 2067008 Micrococcus antarcticus 
Micrococcus. 
ref|NR_025241.1| Bacillus aquimaris 

50 Bacillus aquimaris Bacteria; 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 
ref|NR_025219.1] Streptomonospora alba 
43 Streptomonospora alba Bacteria; 
ineae; Nocardiopsaceae; 


ref|NR_025195.1| Shewanella fidelis 
57 Shewanella fidelis Bacteria; 

eae; Shewanella. 
ref|NR_025144.1| Simonsiella muelleri 
96 Simonsiella muelleri Bacteria; 
Simonsiella. 
ref|NR_025140.1| Pseudoalteromonas 
90 2272278 Pseudoalteromonas ruthenica 
seudoalteromonadaceae; 


Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Pseudoalteromonas 
2290487 2291969 Pseudoalteromonas 
omonadales; Pseudoalteromonadaceae; 


ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 

ae; Xenophilus. 
ref|NR_025111.1| Nonomuraea turkmeniaca 
58 Nonomuraea turkmeniaca Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025098.1| Microbacterium 

e 2328328 2329644 Microbacterium 

etales; Micrococcineae; 


ref|NR_025084.1] Arthrobacter 
2346319 2347775 Arthrobacter 
ycetales; Micrococcineae; 


ref|NR_025083.1] Arthrobacter 
2347826 2349284 Arthrobacter 
Micrococcineae; 


gi|219857421 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


ref|NR_025009.1| Pseudoalteromonas 
2446675 2448124 Pseudoalteromonas 


38886 


Bacteria_16S 
psychrolactophilus strain B7 16S ribosomal RNA, partial s 


2454837 2454869 8 40 gi 


219857415 
equence 


psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


ref|NR_025003.1 


Arthrobacter 


2454319 2455732 Arthrobacter 


Actinomycetales; Micrococcineae; 


38886 Bacteria_16S 2516620 2516652 8 40 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

38886 Bacteria_16S 2528804 2528828 56 80 gi|219857358|ref|NR_024946.1| Pseudomonas fragi 


strain ATCC 4973 


38886 


strain JCM 3151 1 


38886 


silvatica strain 
silvatica Bacteri 


Bacteria_16S 


Bacteria_16S 


Streptosporangiaceae; 


38886 


strain 15-1 16S r 
Firmicutes; 


38886 


strain K97-0003 1 


38886 


strain SM2-1 16S 


38886 


schlegeliana stra 
schlegeliana Bact 


38886 


marinintestina st 
marinintestina Ba 
Shewanella. 


38886 


strain Al-3 16S r 


38886 


malaysiensis stra 
malaysiensis Bact 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Streptosporangiaceae; 


38886 


sphaerica strain 
sphaerica Bacteri 


Bacteria_16S 


Streptosporangiaceae; 


38886 


strain JCM 9373 1 


38886 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


38886 


strain IFO 12513 


38886 


strain IFO 13911 


38886 


strain IFO 14915 


38886 


strain IFO 12512 


38886 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


eria; 


cteria; 


2670121 2670157 1 


2692654 2692690 1 


Planotetraspora. 
2712121 2712153 1 

Bacillaceae; 
2724252 2724292 1 


2733421 27334417 


2734911 27349317 


Proteobacteria; 
2736401 2736421 7 


Proteobacteria; 


2748059 2748091 8 


2750997 2751033 1 


Microtetraspora. 
2752491 2752527 1 


Planomonospora. 
2753987 2754023 1 


2796116 2796156 1 


2799159 2799199 1 


2800682 2800722 1 


2802203 2802243 1 


2803724 2803764 1 


2805246 2805286 1 


2806768 2806808 1 


37 


37 


33 


ibosomal RNA, partial sequence 
Bacillus. 


41 


27 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


27 


27 


40 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


37 


37 


37 


41 


ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 


41 


41 


41 


41 


41 


in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 


41 


gi 


Streptosporangineae; 


gi 


TT 00-51 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


2711598 27 


gi 


6S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


gi 


2732909 27 
Alteromonadales; Shewanellaceae; 


gi 


in HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


rain IK-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


2747544 27 


gi 


in H47-7 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi 


JCM 9374 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Stre 


gi 


gi 


gi 


gi 


gi 


gi 


219857210 


6S ribosomal RNA, partial sequence 2669632 2671087 Microbispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbispora. 


219857193 


219857180 


219857172 


219857165 


219857164 


219857163 


219857155 


219857152 


219857151 


219857150 


6S ribosomal RNA, partial sequence 2753496 27549 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Planomonospora. 


219857119 
al 
e; 


219857117 


16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219857116 


16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219857115 
omonospori 
219857114 


16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219857113 
1 sequence 


gi 


219857112 


consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 


Alteromonadales; 


48884 Arthrobacter 


Actinomycetales; 


ptosporangineae; 


omonosporineae Hi 


omonosporineae Hi 


omonosporineae Hi 


; Actinomycetales; 


16S ribosomal RNA, partial sequence 2528225 2529682 Pseudomonas fragi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 

NR_024838.1| Microbispora mesophila 
mesophila Bacteria; 
Streptosporangiaceae; 


ref 


NR_024821.1| Planotetraspora 
2692168 2693639 Planotetraspora 
Streptosporangineae; 

Bacillus vietnamensis 


ref|NR_024808.1 


12985 Bacillus vietnamensis Bacteria; 


ref|NR_024800.1| Longispora albida 


25214 Longispora albida Bacteria; 


Micromonosporaceae; Longispora. 


ref|NR_024793.1| Shewanella sairae 


34348 Shewanella sairae Bacteria; 


Shewanella. 
ref|NR_024792.1] Shewanella 
2734399 2735838 Shewanella 
Shewanellaceae; 
ref|NR_024791.1] Shewanella 
2735889 2737328 Shewanella 


Shewanella. 


Alteromonadales; Shewanellaceae; 


Arthrobacter russicus 
russicus Bacteria; 
Arthrobacter. 
ref|NR_024780.1| Microtetraspora 
2750506 2751949 Microtetraspora 
Streptosporangineae; 


ref |NR_024783.1 


ref|NR_024779.1| Planomonospora 
2752000 2753445 Planomonospora 

Streptosporangineae; 

ref|NR_024778.1| Planomonospora alba 

39 Planomonospora alba Bacteria; 

Streptosporangiaceae; 

ref 


NR_024747.1| Actinoplanes 


sequence 2795622 2797094 Actinoplanes 
Actinomycetales; 


Micromonosporineae; 


Actinoplanes lobatus 
lobatus Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 

2804752 2806224 Actinoplanes 
Micromonosporineae; 


ref|NR_024745.1 
36 Actinoplanes 


ref|NR_024740.1| Actinoplanes 
2806275 2807745 Actinoplanes 


consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


38886 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


38886 


venezuelensis str 
venezuelensis Bac 


Bacteria_16S 


Bacteria_16S 


Streptosporangiaceae; 


38886 


strain JCM 3166 1 


38886 


parontospora subsp. 


Actinomycetales; 


38886 


strain JCM 9312 1 


38886 


strain ATCC 49968 
Bacteria; 


38886 


IFO15715 16S ribo 
Bacillales; 


38886 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


38886 


strain S-1 16S ri 


38886 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


38886 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


38886 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae; 


38886 


luteolum strain I 
luteolum Bacteria; 
Microbacterium. 


38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2808290 2808330 1 


2 
in IFO 12511 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


2818825 2818861 1 


teria; Actinobacteria; Actinobacterida 
Planomonospora. 


2820318 2820354 1 


2821812 2821848 1 


2829394 28294341 


2858689 2858713 56 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


2878916 2878948 8 


Bacillus. 
2891007 2891047 1 


n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


2892536 2892556 7 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


2941073 2941113 1 


2942589 2942629 1 


2956195 2956227 8 


2959114 2959146 8 


2972947 2972971 56 


41 gi 


37 gi 
37 gi 
37 gi 
41 


gi 


80 gi 


somal RNA, partial sequence 2878366 2879894 Bacillus 
Bacillaceae; 


2858110 2859620 Pseudo 

40 gi|219856872|ref|NR_024691.1 
flexus Bacte 

41 gi|219856862|ref|NR_024681.1 
sequence 2890502 289195 


Actinomycetales; Micromon 

27 gi|219856861|ref|NR_024680.1 
2892009 28 

41 gi|219856829|ref|NR_024648.1 

2940579 294204 


n YU438-5 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 


Actino: 
41 gi 


40 gi 


FO 15074 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyc 


Actinomycetales; Micro 

40 gi| 219856817 |ref|NR_024636.1 
2958622 296006 

etales; Micrococcin 

80 gi| 219846941 |ref|NR_026533.1 


19857111 
sequence 
Actinomycetales; 


219856911 
ain JCM 3167 16S ribosomal RNA, partial sequence 
e; 


219856910 
6S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Planobispora. 


Streptosporangineae; 


219856909 
antibiotica strain JCM 3094 16S ribosomal 
Planomonospora parontospora subsp. 
Streptosporangineae; Planomonospora. 
219856904 
6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Catenuloplanes. 


omonosporineae Hi 


219856885 


219856828 
YU655-43 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 
e; Virgisporangium. 
219856819 
rain IFO 14548 16S ribosomal RNA, partial sequence 2955705 295711 
cteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


citronellolis strain DSM 50332 16S ribosomal RNA, partial 


citronellolis Bacteria; 


Pseudomonas. 
38886 


Bacteria_16S 


Proteobacteria; 


3033670 3033706 1 37 gi 


sequ 


Gammaproteobacteria; P 


219846900 


cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 


cylindrosporum Bacteria; 
Bacteria_16S 


38886 
strain CreCitl 16 


Firmicutes; Clostridia; 
3053523 3053543 7 27 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisser 


38886 
strain M663-98-1 

Firmicutes; Bacil 
38886 
esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 
38886 
strain F98.3HR69 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3067107 3067139 1 33 gi 
lales; Bacillales Family XI. Incertae 
3068495 3068527 8 40 gi 
train DSM 8609 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacterida 
; Microbacterium. 


3098643 3098675 8 


Se 


40 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


38886 


Bacteria_16S 


3103080 31031201 41 


gi 


Clostridiales 
219846886 
3052993 30544 


iacea 


219846877 
16S ribosomal RNA, partial sequence 3066573 30679 


dis; 


219846876 


1 seq 
e; 


219846856 
16S ribosomal RNA, partial sequence 3098122 30995 


gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 


Actinomycetales; 


ref |NR_024739.1 


ref |NR_024732.1 


ref |NR_024731.1 


ref 
RNA, 


NR_024730.1 
ref 


NR_024725.1 


ref|NR_024704.1 


2807796 280926 
Micromo 


2818334 281977 


Actinomycetales; Strept 


Streptosp 


partial sequen 
antibiotica Bacteria; Actinobacteria; 
Streptosporangiaceae; 


ce 
Actinobacteridae; 


ria; 


Actinoplanes 


7 Actinoplanes 
nosporineae; 


Planomonospora 


7 Planomonospora 
osporangineae; 


Planobispora rosea 


rosea Bacteria; 
orangiaceae; 


Planomonospora 
2821321 2822766 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


Micromonosporaceae; 


Pseudomonas lundensis 


monas lundensis 


Pseudomonas. 
Bacillus flexus strain 
Firmicutes; 


Actinoplanes 


8 Actinoplanes 
osporineae; 


Vibrio rumoiensis 


93502 Vibrio rumoiensis Bacteria; 


mycetales; Micromon 


ref |NR_024647.1 
2942098 294356 
Micromonos 


ref|NR_024638.1 


ence 2972376 297388 
seudomonadales; Pse 


ref|NR_026492.1 

3033166 303464 
; Clostridiaceae; C 
ref |NR_026478.1 


Formivibrio. 
ref |NR_026469.1 


e; 


Gemella. 
ref |NR_026468.1 
uence 3067998 306946 
Micr 
ref |NR_026448.1 


Micrococcaceae 
ref 


Virgisporangium 


7 Virgisporangium 
osporineae; 


Virgisporangium 


3 Virgisporangium 
porineae; 


Microbacterium 


4 Microbacterium 
coccineae; 


Microbacterium 


1 Microbacterium 
eae; Microbacteriaceae; 


Pseudomonas 


5 Pseudomonas 
udomonadaceae; 


Clostridium 
4 Clostridium 
lostridium. 


Microbacterium 
0 Microbacterium 
ococcineae; 


; Arthrobacter. 


NR_026445.1 
102586 310404 


w 


Verrucosispora 
7 Verrucosispora 


Formivibrio citricus 
82 Formivibrio citricus Bacteria; 


Gemella palaticanis 
47 Gemella palaticanis Bacteria; 


Arthrobacter rhombi 
44 Arthrobacter rhombi Bacteria; 
occineae; 
219846853 


gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 
38886 
resistens strain 
resistens Bacteri 
Microbacterium. 
38886 
617-93 16S riboso 
Bacillales; Bacil 
38886 
strain 2045-94 16 
Firmicutes; Bacil 
38886 
radiophilus strai 
radiophilus Bacte 
38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


e; Verrucosispora. 

3115118 3115150 8 
DMMZ 17 
a; Acti 


40 gi 
10 16S ribosomal RNA, partial s 


3140582 3140614 1 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; 
3142141 3142173 1 33 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3166498 3166530 8 

n DSM 20551 16S ribosomal 
ria; Deinococcus-Thermus; 


33 gi 
Gemel 
gi 


Incertae 
40 gi 
RNA, partial 
Deinococci; 
40 


la 


Se 


s 
De 


219846845 
eq 
nobacteria; Actinobacteridae; Act 


uence 
inomycet 


219846828 
3140051 3141558 Gemel 


219846827 
3141609 31431 
Gemella 
219846810 


dis; 


equence 


inococca 
219846809 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


ref |NR_026437.1 
3114620 311608 
ales; Micrococci 


’ 


ref 
lab 


NR_026420.1 
ergeri Bacte 


Gemella bergeri strain 
ria; Firmicutes; 


ref|NR_026419.1| Gemella sanguinis 
18 Gemella sanguinis Bacteria; 

NR_026402.1 
165996 316746 
Deinococcac 


Deinococcus 
5 Deinococcus 
eae; Deinococcus. 
Deinococcus 


ref 


Ww 


les; 
ref 


radiodurans strai 
radiodurans Bacte 


38886 


Bacteria_16S 3168015 3168047 8 


Bacteria_16S 


n DSM 2 
ria; 


De 
3171048 3171080 8 


0539 16S ribosomal 
inococcus-Thermus; 


gi 

RNA, partial 

Deinococci; 
40 gi 


sequence 
Deinococca 
219846807 


w 


les; 
ref 


NR_026401.1 
167516 316898 
Deinococcac 
NR_026399.1 


1 Deinococcus 
eae; Deinococcus. 
Deinococcus grandis 


strain DSM 3963 1 


Deinococcus-Thermus; 
Bacteria_16S 


38886 
strain DSM 11363 
Proteobacteria; 

38886 
mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 

38886 
CECT 4600 16S rib 
Proteobacteria; G 
38886 
strain DSM 10020 

Firmicutes; Clost 
38886 
strain DSM 43678 


G 


38886 
strain DSM 43311 


Microtetraspora. 
38886 
islandicus strain 
Bacteria; Nitrosp 
38886 
vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 
38886 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribo 
Deinococci; Deinococcales; 
3177222 3177246 56 80 


Deinoco 
gi 


ammaproteobacteria; Pseudomonadales; P 
3206026 3206062 1 37 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3227205 32272257 

osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3231692 32317201 29 gi 


27 gi 


Clostridiales Fa 
37 gi 


ridia; Clostridiales; 
3249865 3249901 1 


Stre 


3251365 3251401 1 37 gi 


Stre 


3287679 3287715 1 37 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3324230 33242701 41 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 


3325757 3325797 1 41 


gi 


roseum strain DSM 43916 16S ribosomal RNA, partial sequ 


Bacteria; Actinob 


acteria; Actinobacteridae; Actinomycet 


Dactylosporangium. 


38886 


Bacteria_16S 


3327278 3327318 1 


41 gi 


cc 


se 


ce 
al 


on 


mi 


pt 


pt 


en 
he 


qu 
ti 


en 
al 


somal RNA, partial sequence 3170548 31720 


aceae; D 


219846803 
16S ribosomal RNA, partial sequence 3176631 31781 


udomonad 


219846784 


32055 


es; Cory 


219846769 
3226672 32281 


aceae; V 


219846766 
16S ribosomal RNA, partial sequence 3231181 32326 


ly XI. I 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


osporang 


219846753 
16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


osporang 


219846729 


ce 32871 
rmodesul 


219846702 


ence 
nomyceta 


219846701 


ce 33252 
es; Micr 


14 Deinococcus grandis Bacteria; 
einococcus. 
ref|NR_026395.1| Pseudomonas graminis 
59 Pseudomonas graminis Bacteria; 
aceae; Pseudomonas. 

ref|NR_026376.1| Corynebacterium 

25 3207001 Corynebacterium mastitidis 
nebacterineae; Corynebacteriaceae; 


ref|NR_026361.1| Vibrio tapetis strain 
43 Vibrio tapetis Bacteria; 

ibrio. 
ref |NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; Peptoniphilus. 
ref|NR_026346.1| Nonomuraea salmonea 

29 Nonomuraea salmonea Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_026345.1| Microtetraspora glauca 
28 Microtetraspora glauca Bacteria; 
ineae; Streptosporangiaceae; 


Peptoniphilus harei 
harei Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref |NR_026294.1 

3323723 332519 
les; Micromonosp 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


ref |NR_026293.1 
49 3326720 Dactyl 


Dactylosporangium 
osporangium roseum 


omon 


osporineae; 


219846700 


ref 


NR_026292.1 


Micromonosporaceae; 


Dactylosporangium 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 


al 


sequenc 


e; Actinomycet 


e 3326771 3328239 Dactylosporangium 
ales; Micromonosporineae; 


38886 Bacteria_16S 3328797 3328837 1 41 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

38886 Bacteria_16S 3333348 3333388 1 41 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
38886 Bacteria_16S 3334842 3334882 1 41 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

38886 Bacteria_16S 3340883 3340923 1 41 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

38886 Bacteria_16S 3342410 3342450 1 41 gi| 219846689 |ref|NR_026281.1| Dactylosporangium 


thailandense DSM 43158 16S ribosomal RNA, partial sequence 


33419 


03 3343371 Dactylosporangium thailandense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Dactylosporangium. 

38886 Bacteria_16S 
inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 
38886 Bacteria_16S 
aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 
38886 Bacteria_16S 
halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 
38886 Bacteria_16S 
longisporum strai 


3343929 3343969 1 


19 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycet 


3345457 3345497 1 


3346983 3347023 1 


3366989 3367025 1 


41 


41 


41 


37 


gi 


sequence 


gi 


813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


al 


e 
al 


ce 
al 


s 


219846688 


219846687 


219846686 


219846672 


longisporum Bacte 
Streptosporangiac 
38886 
claviforme strain 
claviforme Bacter 
Streptosporangiac 
38886 
carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


n DSM 43180 16S ribosomal RNA, partial 


Bacteria_16S 


ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3368489 3368525 1 37 gi 
DSM 44127 16S ribosomal RNA, partial 


Ac 


Actinomyc 


219846671 
se 


Bacteria_16S 


ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3369985 3370021 1 37 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 


219846670 
ue 
in 


38886 Bacteria_16S 
album strain DSM 
Bacteria; Actinob 
Streptosporangium. 
38886 Bacteria_16S 
strain DSM 2062 1 


38886 Bacteria_16S 
strain DSM 20167 


38886 Bacteria_16S 
strain DSM 20119 


38886 Bacteria_16S 
strain DSM 20138 


38886 Bacteria_16S 
histidinolovorans 
histidinolovorans 


3371484 33715201 


3394173 3394209 1 


3400253 3400285 8 


3401779 3401811 8 


3403319 3403351 8 


3404849 3404881 8 


Micrococcaceae; Arthrobacter. 


38886 Bacteria_16S 
strain DSM 20116 


38886 Bacteria_16S 
rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 
38886 Bacteria_16S 
nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 
38886 Bacteria_16S 
luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 
38886 Bacteria_16S 
carrageenovora st 


eria; 


Pseudoalteromonad 


38886 Bacteria_16S 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 


Pseudoalteromonas 
38886 Bacteria_16S 


teria; 


3406375 3406407 8 


3419937 3419957 7 


3421415 34214357 
Proteobacteria; 
3422899 3422919 7 

Proteobacteria; 
3424382 3424402 7 


3425859 3425879 7 


3427341 34273617 


cw 


37 


40 


40 


40 


40 


40 


27 


27 


27 


27 


27 


27 


gi 


43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


gi 


gi 


gi 


strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


gi 


gi 


29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


gi 


in NCIMB 8614 16S ribosomal RNA, parti 
Gammaproteobacte 


gi 


ain NCIMB 1893 16S ribosomal RNA, part 
Gammaproteobact 


gi 


rain ATCC 12662 16S ribosomal RNA, par 
Pseudoalteromonas ca 
aceae; 


gi 


gi 


nc 
al 


oc 


oc 


oc 


oc 


ar 
ri 


oc 


en 
na 


al 
rd: 


ia 
er 


jo 


eq 
A 


219846669 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
219846642 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
219846631 


219846630 


219846629 


219846628 


219846627 


33434 


es; Micr 


33449 


es; Micr 


33464 


es; Micr 


equence 


quence 
tinomyce 


nce 
omycetal 


33709 
Stre 


e 
es; 


occineae 


occineae 


occineae 


occineae 


tial seq 
dae; Act 


occineae 


ce 34194 
dales; P 


sequenc 
a; Alter 


1 sequen 
ia; Alte 


al seque 


uence 
lteromon 


219846626 


ref |NR_026280.1 
22 3344899 Micro 
omonosporineae; 


ref |NR_026279.1 
50 3346425 Micro: 
omonosporineae; 


ref |NR_026278.1 
76 3347951 Micro: 
omonosporineae; 


ref|NR_026264.1 
3366504 336795 
etales; Streptos 


ref|NR_026263.1 

3368004 336944 
tales; Streptosp 
ref|NR_026262.1 
3369499 337094 


es; Streptospora 


ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


ref|NR_026241.1 


; Brevibacteriac 
ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref 
nce 


NR_026220.1 
342386 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


Micromonospora 


monospora inositola 


Micromonosporaceae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 


Streptosporangiaceae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Arthrobacter sulfureus 


sulfureus Bacteria; 


v 


Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonas. 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


ref|NR_026218.1 
3426820 342824 


Pseudoalteromonas 
2 Pseudoalteromonas 


38886 
strain ATCC 43992 
Proteobacteria; 
38886 
ruminis strain DS 
Bacteria; Firmicu 
38886 
strain DSM 20315 


38886 
strain DSM 20550 


38886 
strain DSM 20541 


38886 
nicotinovorans st 
nicotinovorans Ba 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


38886 
strain DSM 20546 


38886 
polychromogenes s 
polychromogenes B 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


38886 
strain DSM 20545 


38886 
strain DSM 20133 


Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


3428820 3428840 7 27 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3444896 3444936 1 41 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3452659 3452691 8 40 gi 


he 


en 
ne 


oc 


3455715 3455747 8 40 gi 
oc 


3457244 3457276 8 40 gi 
oc 
3460259 3460291 8 40 gi 
rain DSM 420 16S ribosomal RNA, comple 


cteria; Actinobacteria; Actinobacterid 


te 
ae 
3461779 3461811 8 40 gi 
oc 
3463302 3463334 8 40 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


ti 
da 


3464825 3464857 8 40 gi 


oc 


3469396 3469428 8 40 gi 


219846625 


34282 
wanellac 


219846613 


ce 34443 
llaceae; 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occineae 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occineae 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occineae 


219846602 


sequenc 
Actino: 


’ 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occineae 


219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occineae 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
38886 Bacteria_16S 3470914 3470946 8 40 gi|219846595 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Arthrobacter. 

38886 Bacteria_16S 3502599 3502635 1 37 gi|219846574 


strain DSM 20425 


38886 
strain DSM 20145 


38886 
testaceum strain 
testaceum Bacteri 
Microbacterium. 

38886 
liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 
38886 
imperiale strain 
imperiale Bacteri 
Microbacterium. 

38886 
strain DSM 6984 1 
Proteobacteria; B 
38886 
strain DSM 6984 1 
Proteobacteria; B 
38886 
strain DSM 8723 1 
Firmicutes; Bacil 
38886 
strain Milford 74 
Proteobacteria; G 
38886 
strain ATCC 15338 
Proteobacteria; G 
38886 
strain 717 16S ri 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


oc 


3505661 3505693 8 40 gi 
oc 
3507178 3507210 8 40 gi 
DSM 20166 16S ribosomal RNA, partial seq 


a; Actinobacteria; Actinobacteridae; Act 


3508699 3508731 8 40 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 

3510221 3510253 8 40 gi 
DSM 20530 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


2 
1 
, 


, 


3522456 3522476 7 27 


gi 


etaproteobacteria; Rhodocyclales; Rhodoc 


3522505 3522529 56 80 gi 


etaproteobacteria; Rhodocyclales; Rhod 
3536113 3536145 1 33 gi 


Oc 


lales; Bacillaceae; Bacillus. 
3557861 3557881 7 27 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3559341 35593617 27 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3560856 3560876 7 27 gi 
bosomal RNA, partial sequence 


on 


on 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occineae 


219846572 
16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occineae 


219846571 


uence 
inomycet 


19846570 


sequence 
Actinomy 


219846569 


uence 
inomycet 


219846561 
6S ribosomal RNA, partial sequence 3521933 35234 


yclaceae 


219846561 
6S ribosomal RNA, partial sequence 3521933 35234 


yclaceae 


219846552 
6S ribosomal RNA, partial sequence 3535585 35370 


219846537 


35572 
aceae; V 


219846536 


35587 
aceae; V 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026200.1 
> Mi 
ref 


crococcaceae 
NR_026198.1 
; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026188.1 


; Micrococcaceae 
ref |NR_026187.1 

3470399 347186 
etales; Micrococ 


ref|NR_026166.1 


, Br 
ref 


evibacteriac 
NR_026164.1 
eria 


Microbact 


ales 


ref Z 
3508192 3 
cetales; Mi 


6 
° 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


, 


ref |NR_026153.1 


; Th 
ref 


auera. 
NR_026153.1 


aes: 
ref 


auera. 
NR_026144.1 


ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 


219846535 
3560299 3561764 Vibrio orientalis Bacteria; 


Shewanella benthica 
ella benthica Bacteria; 


Succiniclasticum 
iclasticum ruminis 
m. 

Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Arthrobacter agilis 


68 Arthrobacter agilis Bacteria; 


’ 


Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

0 Arthrobacter 
coccineae; 


v 


Arthrobacter ramosus 


ramosus Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Arthrobacter citreus 


48 Arthrobacter citreus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 


neae; Microbacteriaceae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


ref|NR_026127.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio orientalis 


38886 


nigripulchritudo 
nigripulchritudo 


38886 


80 16S ribosomal 
Gammaproteobacter 


38886 


strain ATCC 14048 


38886 


strain NS 16S rib 


38886 


strain ATCC 35912 
Bacteria; 


38886 


strain 234/92 16S 
Actinobacteria; Actinobacteridae; 


38886 


faecium strain AC 
Bacteria; 


38886 


strain NCTC 83785 
Bacteria; 


38886 


succiniciproducen 
succiniciproducen 
Anaerobiospirillum 


38886 


gelidimarina stra 
gelidimarina Bact 


38886 


congolense strain 


Bacteria_16S 
Bacteria_16S 
RNA, 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


congolense Bacteria; 


38886 


thermophilus stra 
thermophilus Bact 


38886 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


38886 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


38886 
subsp. 
subsp. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


aerata strain P132 16S ribosomal RNA, partial sequence 
aerata Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 


38886 


strain IFO 14097 


38886 


strain IFO 14525 


38886 


strain IFO 14345 


38886 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


38886 


strain T/457 16S 


38886 


strain IFO 14094 


38886 


strain 104 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria; 


16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Neisseriales; 


s Bacteria; 


eria; 


eria; 


3562377 3562397 7 


3563862 3563882 7 


partial sequence 


3565342 3565362 7 


3566848 3566868 7 


3568354 35683747 


3571367 3571403 1 


3584984 3585024 1 


Clostridia; 


3627336 36273567 


3633546 3633570 56 


3657952 3657972 7 


Proteobacteria; 
3676281 3676309 1 


Firmicutes; 
3677842 3677878 1 


Deferribacteres; 
3712447 3712487 1 


3713908 3713948 1 


3734704 3734740 1 


Microbispora. 
3736167 3736203 1 


3737626 3737662 1 


3739090 3739126 1 


3740554 3740590 1 


3742018 3742054 1 


3743483 3743519 1 


3744948 3744984 1 


27 


strain 164 16S ribosomal RNA, partial 
Proteobacteria; 


21 


3563299 3564734 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


27 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


27 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


ZT 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


37 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


41 


M 3679 16S ribosomal RNA, partial sequence 35844 
Clostridiales; Veillonellaceae; 


27 


complete sequence 


80 


s strain S411 16S ribosomal RNA, partial 
Proteobacteria; 


27 


in ACAM 456 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


29 


SEBR 4224 16S ribosomal RNA, partial 
Clostridia; 


3 


in BMA1 16S ribosomal RNA, partial sequence 
Deferribacterales; 


41 


in 253 16S ribosomal RNA, partial sequence 37119 
acteria; Actinobacteridae; Actinomycetales; 


41 


rain P-15 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


37 


37 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 


37 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


37 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 


37 


Mt-3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


37 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microtetraspora. 


37 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 


37 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Gammaproteobacteria; 


Halanaerobiales; 


219846534 
sequence 


gi 


Gammaproteobacteria; Vibrionales; 


gi| 219846533 


219846532 
35647 


gi 


gi|219846531 
3566301 35677 


219846530 
35678 
Vibri 
gi|219846528 
3570843 35723 
Turicella. 

gi|219846519 


gi 


219846487 
36267 
Neiss 
219846483 
sequenc 


gi 


gi 


gi|219846466 
Alter 
219846453 
sequence 
Hal 
219846452 


gi 


gi 


Deferr 
gi|219846428 
Micr 


gi|219846427 


Actino: 


gi|219846411 


gi| 219846410 
Streptosporang 
gi|219846409 


Streptosporang 
gi| 219846408 


Streptosporang 
gi|219846407 

37400 

Stre 


gi| 219846406 
3741557 37429 
Streptosporang 
gi| 219846405 


Streptosporang 


Actinomycetales; 


ref|NR_026126.1 
3561815 356324 


ref|NR_026125.1 


ref|NR_026124.1 
85 3566250 Vibrio 


ref|NR_026123.1 


ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio. 
ref |NR_026120.1 


ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_026058.1 

3657404 365891 
omonadales; 
ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


ref|NR_026018.1 
3713443 371485 
mycetales; Micro 


ref|NR_026002.1 

3734241 373565 
Strept 
ref|NR_026001.1 


ineae; Streptosp 
ref|NR_026000.1 


ineae; Streptosp' 
ref|NR_025999.1 


ineae; Streptosp 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 
ref |NR_025997.1 
ineae; Streptosp 
ref|NR_025996.1 


ineae; Streptosp 


gi|219846404 


o nereis Bacteria; 


Shewanellaceae; 


Vibrio 
8 Vibrio 


Vibrionaceae; Vibrio. 


Vibrio nereis strain 
Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 

Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Shewanella 
0 Shewanella 
Shewanella. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae 7 Nonomuraea. 


ref|NR_025995.1 


Nonomuraea fastidiosa 


3744485 3745896 Nonomuraea fastidiosa Bacteria; 


Streptosporang 


ineae; Streptosp 


orangiaceae 7 Nonomuraea. 


38886 


strain IFO 13155 


38886 


Bacteria_16S 


Bacteria_16S 


3746408 3746444 1 


3747870 3747906 1 


37 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 


37 


gi| 219846403 


Streptosporangineae; 


gi| 219846402 


strain IFO 14745 


Strept 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 


osporangineae; 


38886 


Bacteria_16S 


3749393 3749413 7 


27 


strain A089 16S ribosomal RNA, partial sequence 


38886 
strain 2917B 16S 
Firmicutes; 
38886 
strain ATCC 10379 


Bacteria; 


38886 


strain CDC 8142 1 


38886 


strain CDC 8142 1 


38886 


strain N 155 16S 


38886 


yamanashiensis st 
yamanashiensis Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Micromonosporaceae; 


38886 


strain DSS12 16S 


38886 


strain DSK1 16S r 


38886 


denitrificans str 
denitrificans Bac 


38886 


lipolyticum strai 
Bacteria; 


38886 


strain SW-2 16S r 
Bacteroidetes; 


38886 


strain SW-120 16S 


38886 


strain SW-117 16S 


38886 


stackebrandtii st 
stackebrandtii Ba 


38886 


HDS1-1 16S riboso 
Gammaproteobacter 


38886 


aliena strain KMM 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


cteria; 


3871985 3872017 1 


3873572 3873604 1 


3875121 38751417 


3875170 3875194 56 


3889117 3889137 7 


3917760 3917800 1 


3950835 3950855 7 


3952393 3952413 7 


3971755 3971779 56 


Proteobacteria; 


4002574 4002594 7 


4007041 4007093 1 


4028287 4028307 7 


4029836 4029856 7 


4043500 4043532 1 


Firmicutes; 
4046541 4046561 7 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


4052473 4052493 7 


Bacillales; 


33 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family XI. 
Bacteria_16S 


Incertae Sedis; Gemella. 
33 gi| 219846313 
38730 


16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family XI. Incertae 


27 


6S ribosomal RNA, partial sequence 3874615 38761 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


80 


6S ribosomal RNA, partial sequence 3874615 38761 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


27 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


41 


rain YU 127-1 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
Spirilliplanes. 


Zi 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


27 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


80 


ain AS-P1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


27 


n M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


53 


ibosomal RNA, partial sequence 
Sphingobacteria; 


27 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


27 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


33 


rain K22-03 16S ribosomal RNA, partial sequence 
Planococcaceae; 


21 


27 


4045996 4047515 Vibri 


gi|219846401 
3748871 37503 


gi|219846314 
3871442 38729 


gi|219846312 


gi|219846312 


gi| 219846302 
3888563 38900 


219846282 
sequenc 


gi 


gi|219846258 
3950287 39517 


gi|219846257 
3951843 39533 
gi|219846244 
Burkh 
219846223 
40020 
Vibri 
gi|219846218 
4006528 40080 


gi 


gi|219846204 
4027757 40292 


gi| 219846203 
4029306 40308 


gi|219846191 


gi|219846189 


gi 


ref|NR_025994.1| Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_025993.1| Nonomuraea africana 

20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 


ref|NR_025992.1| Vibrio scophthalmi 


ref |NR_025904.1 


67 Vibrio scophthalmi Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Actinomycetales; 


3562 16S ribosomal RNA, partial sequence 


ref|NR_025903.1| Gemella haemolysans 

28 3874564 Gemella haemolysans ATCC 10379 
Sedis; Gemella. 

ref|NR_025902.1| Neisseria weaveri 

01 Neisseria weaveri Bacteria; 
Neisseria. 

ref|NR_025902.1| Neisseria weaveri 


01 Neisseria weaveri Bacteria; 
Neisseria. 
ref|NR_025892.1| Neisseria flavescens 
48 Neisseria flavescens Bacteria; 
Neisseria. 
ref|NR_025872.1| Spirilliplanes 
e 3917267 3918736 Spirilliplanes 
Micromonosporineae; 


ref|NR_025848.1| Shewanella violacea 
92 Shewanella violacea Bacteria; 
eae; Shewanella. 


ref|NR_025847.1| Moritella japonica 
48 Moritella japonica Bacteria; 

ae; Moritella. 

ref|NR_025834.1] Brachymonas 


3971185 3972636 Brachymonas 
olderiales; Comamonadaceae; Brachymonas. 
ref|NR_025813.1| Photobacterium 

46 4003543 Photobacterium lipolyticum 
onaceae; Photobacterium. 

ref|NR_025808.1| Algoriphagus marincola 
03 Algoriphagus marincola Bacteria; 


Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 


ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 

eae; Shewanella. 

ref|NR_025793.1| Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 
eae; Shewanella. 
ref|NR_025781.1] Planococcus 
4042976 4044439 Planococcus 
Planococcus. 
ref|NR_025779.1| Vibrio ezurae strain 
oO ezurae Bacteria; Proteobacteria; 


ref|NR_025775.1| Pseudoalteromonas 
28 4053458 Pseudoalteromonas aliena 


Bacteria; 
Pseudoalteromonas. 
38886 


Bacteria_16S 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequen 


4058495 4058527 8 


Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


40 


gi 


seudoalteromonad 


ref|NR_025771.1 
ce 4057969 405944 


aceae; 


Citricoccus 
8 Citricoccus 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Citricoccus. 


Actinomycetales; 


ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 
Sphingobacteria 


38886 Bacteria_16S 
ornithinivorans Bacteria; 
Algoriphagus. 

38886 Bacteria_16S 


4096342 4096394 1 
Bacteroidetes; 


4100759 4100779 7 


tainanensis strain S1 16S ribosomal RNA, 


Bacteria; 
38886 


4103766 4103786 7 


53 


ZI 


complete sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; 
Bacteria_16S 
HT 2-1 16S ribosomal RNA, partial sequence 


27 


gi 


gi|219846152 


Micrococcineae; 


ref 


NR_025745.1 
4095844 409726 
bacteriales; Cyc 


ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 


gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Chitinibacter 
ibacter tainanensis 
ibacter. 


ref|NR_025740.1 


Vibrio gallicus strain 


4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 


38886 Bacteria_16S 4112921 4112957 1 
permense strain VKM Ac-2280 16S 
permense Bacteria; 
Brevibacterium. 


38886 Bacteria_16S 4120474 41205101 


38886 Bacteria_16S 4131116 4131148 1 
campisalis strain SF-57 
Bacteria; Firmicutes; 
38886 Bacteria_16S 


Bacillales; 
4146677 4146709 8 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planococcaceae; 


37 gi 


sequence 
37 gi 


33 gi 


40 gi 


lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 


lampyridicola Bacteria; 


38886 Bacteria_16S 4178910 4178930 7 


Tenericutes; Mollicutes; 


27 gi 


219846142 


219846137 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219846126 
16S ribosomal RNA, partial sequence 41305 
Marinibacillus. 
219846116 


214 


ref 
4 


ref 


ref 


ref 


ref 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


38886 Bacteria_16S 
strain G3-29 16S 


4186529 4186549 7 


ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


38886 Bacteria_16S 
strain CA15-8 16S 


4200070 4200102 8 


38886 Bacteria_16S 4213740 42137607 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219846065 


Shewanella. 
27 gi|219846085|ref|NR_025675.1 
4186000 41874 
Vibrio. 
40 gi|219846075|ref|NR_025665.1 


4199561 4201 


27 gi 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 


translucida Bacteria; 
Pseudoalteromonas. 
38886 Bacteria_16S 


Proteobacteria; 


4215294 42153147 


paragorgicola strain KMM 3548 16S ribosomal RNA, partial 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alte 


Pseudoalteromonas. 


38886 Fungi_16S 9666 9706 1 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 


38886 Fungi_16S 515 554 1 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 


38886 Fungi_16S 2024 2063 1 


strain IFM 0784 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Corynebacteri 


Actinobacteria; 


38886 Fungi_16S 3562 3601 1 


strain IFM 0575 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Corynebacteri 


Actinobacteria; 


38886 Fungi_16S 5122 5161 1 


strain IFM 10084 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Corynebacteri 


Actinobacteria; 


38886 Fungi_16S 6678 6717 1 


strain YZ-96 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Corynebacteri 


Actinobacteria; 


38886 Fungi_16S 8180 8219 1 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Corynebacteri 


Actinobacteria; 
38886 


Fungi_16S 11147 11186 1 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 


39662 Bacteria_16S 122785 122679 1 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Bacteria; 


39662 Bacteria_16S 475006 474914 4 


phoeniculicola strain JLB-1 16S ribosomal RNA, partial 


phoeniculicola Bacteria; 
39662 Bacteria_16S 


Firmicutes; 
831759 831667 4 


Gammaproteobacteria; 


27 gi 


haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 


haemoperoxidus Bacteria; 
39662 Bacteria_16S 
strain LMG 20598 


Firmicutes; 
1284173 1284092 14 


39662 Bacteria_16S 125745 125642 4 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitr 


39662 Bacteria_16S 17898 17816 14 


strain L532 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; 


Lactobacillaceae; 


16S ribosomal RNA, partial sequence 1282800 12842 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


Altero 


219846064 
sequence 


ref 


ref 


88 4132093 Marin 


4146134 414764 
Entomoplasmatales; Spiroplasmataceae; 
219846094 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 41798 


031 Arthrobacter 


4213214 421471 
monadales; 


4214764 421626 
romonadales; 


NR_025732.1 
112427 41138 


NR_025727.1 


NR_025716.1 


NR_025706.1 


NR_025684.1 


NR_025655.1 


NR_025654.1 


Brevibacterium 


85 Brevibacterium 
Micrococcineae; 


Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 
Brevibacteriaceae; 


Brevibacterium. 
Marinibacillus 


ibacillus campisalis 


Spiroplasma 
8 Spiroplasma 
Spiroplasma. 
Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Pseudoalteromonas 
3 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Nocardia sienata 


8 Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Enterococcus 
Enterococcus 

us. 

Enterococcus 
Enterococcus 

us. 

Burkholderia hospita 


hospita Bacteria; 


ia. 
Nitrospira 
Nitrospira 


Lactobacillus perolens 


1 Lactobacillus perolens Bacteria; 


41 gi| 219857197 |ref|NR_024825.1 
1058 
nebacterineae; Nocardiacea 
40 gi|265678352|ref|NR_028654.1 
1514 
nebacterineae; Nocardiacea 
40 gi|265678351|ref|NR_028653.1 
3016 
neae; Nocardiacea 
40 gi|265678350|ref|NR_028652.1 
4565 
neae; Nocardiacea 
40 gi| 265678349 |ref|NR_028651.1 
6112 
neae; Nocardiacea 
40 gi| 265678348 |ref|NR_028650.1 
6163 7670 
neae; Nocardiacea 
40 gi| 265678342 |ref|NR_028644.1 
9123 
neae; Nocardiacea 
40 gi|219857175|ref|NR_024803.1 
al sequence 10639 12137 
Actinomycetales; Coryn 
105 gi| 265678981 |ref|NR_029289.1 
121373 122854 Desulf 
Syntrophobacterales; Syntrophobact 
95 gi| 265678735 |ref|NR_029040.1 
sequence 473588 475066 
Lactobacillales; Enterococcaceae; Enterococc 
95 gi|265678492|ref|NR_028795.1 
830324 831835 
Lactobacillales; Enterococcaceae; Enterococc 
93 gi|219846066|ref|NR_025656.1 
83 Burkholderia 
rkholderiaceae; Burkholder 
105 gi| 265678979 |ref|NR_029287.1 
sequence 124349 125867 
ospiraceae; Nitrospira. 
95 gi|265679052|ref|NR_029360.1 
16478 1803 
Lactobacillus. 


39662 Bacteria_16S 884590 884484 1 105 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

39662 Bacteria_16S 1127306 1127200 1 105 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

39662 Bacteria_16S 1348327 1348221 1 105 gi|228720860|ref|NR_027598.1| Syntrophobacter 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Syntrophobacteraceae; Syntrophobacter. 

39662 Bacteria_16S 2355230 2355128 5 105 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 

39662 Bacteria_16S 3632893 3632795 9 105 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
strain Dfrl 16S ribosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

39662 Bacteria_16S 686190 686097 14 105 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
39662 Bacteria_16S 687755 687662 14 105 gi|265678591|ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
39662 Bacteria_16S 1272395 1272302 14 105 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

39662 Bacteria_16S 2732791 2732698 3 95 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

39662 Bacteria_16S 52912 52824 8 95 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

39662 Bacteria_16S 502715 502627 8 95 gi|265678717|ref|NR_029022.1| Bacillus indicus 


strain Sd/3 16S r 
Firmicutes; Bacil 
39662 
moraviensis strai 
Bacteria; Firmicu 
39662 
strain E6844 16S 

Firmicutes; Lacto 
39662 
pseudoavium strai 
pseudoavium Bacte 
39662 
strain B1333 16S 

Firmicutes; Lacto 
39662 
strain NAFOO1 16S 
Firmicutes; Bacil 
39662 
strain LMG 21727 

Firmicutes; Lacto 
39662 
R-16300 16S ribos 
Bacillales; Bacil 
39662 
strain M577-94 16 
Firmicutes; Lacto 
39662 
sulfidifaciens st 
sulfidifaciens Ba 
39662 
strain DSM 9172 1 
Firmicutes; Lacto 
39662 
sanguinicola stra 
sanguinicola Bact 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

833311 833219 4 95 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
898280 898192 8 95 gi 
ribosomal RNA, partial sequence 


nc 
E 


ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; 
1081875 1081787 8 95 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1588688 1588600 8 95 


Granuli 
gi 


ca 


gi 


Enterococ 
95 gi 


bacillales; Enterococcaceae; 
1637409 1637321 8 

omal RNA, partial sequence 
laceae; Bacillus. 

1844591 1844503 8 95 

S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; Isobacu 
1855111 1855023 8 95 gi 
rain CCUG 44365 16S ribosomal RNA, parti 
cteria; Firmicutes; Lactobacillales; Aer 
1858064 1857976 8 95 gi 


cu 


gi 


lu 


bacillales; Carnobacteriaceae; Trichoc 
1909706 1909618 8 95 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 


oc 


al 
oc 


39662 
strain 581 
Firmicutes; 


16S r 
Bacil 


Bacteria_16S 


1975049 1974961 8 95 gi 
ibosomal RNA, partial sequence 


lales; Planococcaceae; Marinibacillus. 


501307 50281 


265678491 


e 83188 
nterococ 


265678446 
896853 89837 


995703 99724 


tella. 


265678322 
1080469 10819 


219878486 
16S ribosomal RNA, partial sequence 1587284 15887 


Ss. 


219878452 
1636012 1637452 Bacil 


219878306 
1843183 18446 


mM. 


219878298 


al seque 
ococcace 


219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


cus. 


219878257 


sequenc 
occaceae 


219878212 
1973642 1975164 Marinibacillus marinus Bacteria; 


1 Bacillus indicus Bacteria; 


ref|NR_028794.1] Enterococcus 

6 833394 Enterococcus moraviensis 
cus. 

ref|NR_028748.1| Enterococcus avium 


6 Enterococcus avium Bacteria; 


bacillales; Enterococcaceae; Enterococcus. 
963302 963214 8 95 gi| 265678403 |ref|NR_028705.1| Enterococcus 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
997120 997032 8 95 gi|265678380|ref|NR_028682.1| Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


ref 
lus 


Bacillus soli strain 
a; Firmicutes; 


NR_025591.1 
soli Bacteri 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


ref|NR_025437.1| Globicatella 

nce 1853726 1855215 Globicatella 
ae; Globicatella. 

ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 
ref |NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025351.1 


Aerococcus 
6 Aerococcus 


Marinibacillus marinus 


39662 
strain TF-12 16S 
Firmicutes; Bacil 
39662 
strain TF-11 16S 
Firmicutes; Bacil 
39662 


pleistocenium Bac 
39662 


thiodismutans Bac 
Desulfonatronum. 
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alkaliphilus stra 
Bacteria; Firmicu 
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raffinosus Bacter 
39662 
strain 1144-97 16 
Firmicutes; Lacto 
39662 
strain ATCC 70062 
Firmicutes; Lacto 
39662 
hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 


Bacteria_16S 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 


Deltaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2124843 2124755 8 95 gi|219857652|ref|NR_025241.1 
ribosomal RNA, partial sequence 2123444 21249 
lales; Bacillaceae; Bacillus. 

2126399 2126311 8 95 gi|219857651|ref|NR_025240.1 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2170227 2170139 8 95 gi 
teria; Firmicutes; Lactobacillales; 
2236904 2236812 4 95 gi 


teria; Proteobacteria; 
2314508 2314404 3 105 gi 
in T8 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Salinicoccus. 
2449571 2449483 8 95 gi 
acteria; Firmicutes; Lactobacillales; 
2590206 2590118 8 95 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; 
2591785 2591697 8 95 gi 
16S ribosomal RNA, partial sequence 


Baci 
gi 


s Bacteria; Firmicutes; 
2879778 2879690 8 


Bacillales; 
95 


laceae; Bacillus. 

3025434 3025346 8 95 gi 
1789-79 16S ribosomal RNA, partial sequ 
ia; Firmicutes; Lactobacillales; Enteroc 
3042184 3042096 8 95 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3180978 3180890 8 95 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3244842 3244750 4 95 gi 
train Z-7935 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteobact 
rio. 


2125001 21265 
219857622 


Carnobacteriaceae; 
219857575 


219857520 


219857420 
train WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 24496 
Carnobacteriaceae; 
219857275 


Enterococcus. 
219857274 


bacillales; Enterococcaceae; Enterococcus. 
2593359 2593271 8 95 gi|219857273|ref|NR_024904.1 
16S ribosomal RNA, partial sequence 25919 


bacillales; Enterococcaceae; Enterococcus. 
2870308 2870220 8 95 gi|219856878|ref|NR_024697.1 
s strain DSM11821 16S ribosomal RNA, partial sequence 286889 
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somal RNA, partial sequence 2878366 2879894 Bacil 


219846907 
219846895 
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2 
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Bacteria_16S 
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Bacteria_16S 


Bacteria_16S 415144 415065 14 92 gi|265678778|ref|NR_029083.1 
Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
Bacteria_16S 662065 661962 4 105 gi| 265678608 |ref|NR_028913.1 
ain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 

teria; Firmicutes; Bacillales; Jeotgalicoccus. 
Bacteria_16S 923107 923008 8 105 gi|265678430|ref|NR_028732.1 
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Bacteria_16S 
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Alkalibacterium 
1 Alkalibacterium 


Alkalibacterium. 
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Lactobacillus. 


39662 Bacteria_16S 


1838355 1838276 14 


92 gi 


219878310 


intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 
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39662 Bacteria_16S 


strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 18400 
Lactobacillaceae; 


Firmicutes; 
39662 Bacteria_16S 
johnsonii strain 
johnsonii Bacteria; 
39662 Bacteria_16S 
fornicalis strain 
fornicalis Bacteria; 
39662 Bacteria_16S 


multivorans strain Struelens 16S ribosomal RNA, partial 
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Burkholderia cepacia complex. 
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39662 Bacteria_16S 
elongatus strain 
Bacteria; 
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NR_026509.1 


n 


NR_029358.1 
21106 
ales; Burkho 
NR_029305.1 
Desulf 
ulfobulbacea 
NR_029238.1 


monadales; P 


NR_029211.1 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus 
3 Lactobacillus 


Lactobacillus 
2 Lactobacillus 
Burkholderia 
Burkholderia 

lderiaceae; 


Desulfobulbus 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholde 
complex. 

39662 Bacteria_16S 432013 431931 14 95 gi| 265678767 |ref|NR_029072.1 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Roseomonas. 

39662 Bacteria_16S 449004 448922 14 95 gi|265678756|ref|NR_029061.1 
strain 5424 16S ribosomal RNA, partial sequence 447654 44913 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
39662 Bacteria_16S 465766 465684 14 95 gi| 265678741 |ref|NR_029046.1 
strain AU476 16S ribosomal RNA, partial sequence 464412 46582 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquili 
39662 Bacteria_16S 508841 508759 14 95 gi| 265678713 |ref|NR_029018.1 
coryniformis subsp. torquens strain 30 16S ribosomal RNA, complete sequence 
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95 gi 


La 


265678679 


559287 56077 
Acetobacterace 


265678644 


ref 


ref 


ref 


550095 551652 
ctobacillaceae 


NR_028990.1 


; Lactobacil 
NR_028984.1 


ae; Roseomon 
NR_028949.1 


Lactobacillus 

Lactobacillus 
lus. 

Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Lactobacillus 


mindensis strain 


TMW 1.80 16S ribosomal RNA, 


complete sequence 610536 61207 


mindensis Bacteria; 


39662 


Bacteria_16S 


Firmicutes; 


689313 689215 9 


Lactobacillales; 


105 gi 


Lactobacillus 


Lactobacillaceae; 


265678590 


catecholicum strain NZva20 16S ribosomal RNA, partial sequence 


catecholicum Bacteria; 


39662 


Bacteria_16S 


Proteobacteria; 
742394 742312 14 


Deltaproteobacteria; 


95 gi 


Desul 
265678553 


ref 


foba 
ref 


687908 689408 


NR_028895.1 


cterales; De 
NR_028857.1 


9 Lactobacillus 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 

Roseomonas mucosa 


strain MDA5527 16 


39662 


39662 


39662 


S ribosomal RNA, partial sequence 


743886 743804 14 95 gi 
Rhodospirillales; 
860498 860400 9 105 gi 


Desulfuromonadales; 
907557 907459 9 105 gi 


741046 74252 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 
strain 3-p 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
strain K1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Bacteria_16S 265678440 


Roseomo 
ref 


Rhodoc 
ref 


Geobacteraceae; Geobact 


NR_028855.1 
0 Rhodocista pekingensis Bacteria; 


NR_028775.1 
6 Geobacter thiogenes Bacteria; 


7 Roseomonas mucosa Bacteria; 
Acetobacteraceae; 
265678551 
742578 74395 
Rhodospirillaceae; 
265678472 
859076 86059 


nas. 
Rhodocista pekingensis 


ista. 
Geobacter thiogenes 


er. 


ref 


NR_028742.1 


Desulforhopalus 


singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


singaporensis Bac 
Desulforhopalus. 


teria; Proteobacteria; 


Deltaproteobacteria; 


Desulfobacterales; 


Desulfobulbaceae; 


39662 Bacteria_16S 1316063 1315977 8 93 


gi 


228716557 


ref|NR_027552.1| Bacillus subtilis 


subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
39662 Bacteria_16S 1360297 1360215 14 95 gi|228720024|ref|NR_027587.1| Burkholderia 


thailandensis strain E264 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


thailandensis E26 
Burkholderia; pseudomallei group. 

39662 Bacteria_16S 1487562 1487480 14 95 
strain SO2 16S ribosomal RNA, partial sequence 


4 Bacteria; Proteobacteria; 


gi 


39662 Bacteria_16S 1534289 1534207 14 95 gi 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial 


cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; 


Burkholderia; Burkholderia cepacia complex. 


39662 Bacteria_16S 1648039 1647957 14 95 gi|219878444 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
39662 Bacteria_16S 1649536 1649454 14 95 gi| 219878443 


DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stell 


Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 
39662 Bacteria_16S 2285925 2285839 8 93 gi] 219857542 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 22845 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 


39662 Bacteria_16S 2405371 2405289 14 95 gi| 219857457 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 24054 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
39662 Bacteria_16S 2551788 2551702 8 93 gi| 219857343 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Baci 
39662 Bacteria_16S 2836378 2836296 14 95 gi| 219856900 
kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderi 


2871888 2871802 8 93 

6S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
39662 Bacteria_16S 2876630 2876544 8 93 
strain IFO15718 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
39662 Bacteria_16S 2882895 2882809 8 93 
strain JCM9070 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
39662 Bacteria_16S 3161384 3161286 9 105 
thiophila strain 
Bacteria; 
39662 Bacteria_16S 
strain DSM 5351 1 
Firmicutes; Bacillales; Salinicoccus. 

39662 Bacteria_16S 3521786 3521688 9 105 gi 
acidigallici strain DSM 2377 16S ribosomal RNA, partial 
acidigallici Bacteria; Proteobacteria; 
Pelobacter. 
39662 Bacteria_16S 3631368 36312709 105 
strain Dfr2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
39662 Bacteria_16S 3762473 3762375 9 105 gi 
strain 172 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
39662 Bacteria_16S 3777442 3777356 1 86 gi 
norvegica strain 
Bacteria; Proteobacteria; Deltaproteobacteria; 
Thermodesulforhabdus. 
39662 Bacteria_16S 
strain gal 1261 1 


39662 Bacteria_16S 
strain DSM11031 1 


gi 


gi 


gi 


gi 


3303884 3303778 1 
6S ribosomal RNA, 


105 gi 


gi 


3981083 3981001 14 95 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
39662 Bacteria_16S 513351 513262 8 96 gi| 265678710 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 

devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae 
39662 Bacteria_16S 926214 926121 14 105 gi| 265678428 
strain PSv29 16S ribosomal RNA, partial sequence 924822 92631 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
39662 Bacteria_16S 1121272 1121179 14 105 gi 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 


219857235 
1486230 14876 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


219856877 
2870477 28720 


219856874 
2875223 28767 


219856870 
2881499 28830 


219846815 
NZ27 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
219846719 
complete sequence 3302462 33040 


219846562 
Deltaproteobacteri 


219846485 
3629961 36314 


219846391 
3761076 37625 


219846379 
A8444 16S ribosomal RNA, partial sequenc 
Syntrophob 


aceae; 


equence 
Burkhol 


ales; Bu 


31599 


equence 
a; Desul 


Geobacte 


Geobacte 


e 37759 
acterale 


219846238 
6S ribosomal RNA, partial sequence 3979744 39812 


Desulfoba 
228716127 


1358923 136041 
Burkholderiales; 


0 Burkholderia 
Burkholderiaceae; 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 


Rhizobium/Agrobacterium group; Rhizobium. 
219857425 


ref|NR_025013.1| Burkholderia 
1532915 1534322 Burkholderia 
deriales; Burkholderiaceae; 


ref|NR_025583.1] Stella vacuolata 
52 Stella vacuolata Bacteria; 
raceae; Stella. 
ref|NR_025582.1| Stella humosa strain 
a humosa Bacteria; Proteobacteria; 


ref|NR_025130.1| Bacillus sonorensis 
30 2285939 Bacillus sonorensis Bacteria; 


Lactobacillus kimchii 
kimchii Bacteria; 


ref|NR_025045.1 
86 Lactobacillus 


ref|NR_024931.1| Bacillus subtilis 
sequence 2550394 2551802 Bacillus 
llaceae; Bacillus. 

ref|NR_024721.1| Burkholderia 

92 2836452 Burkholderia kururiensis 
rkholderiaceae; Burkholderia. 
ref|NR_024696.1| Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref|NR_026407.1] Desulfuromonas 

80 3161460 Desulfuromonas thiophila 

; Desulfuromonadaceae; Desulfuromonas. 
ref|NR_026311.1| Salinicoccus roseus 
04 Salinicoccus roseus Bacteria; 


ref|NR_026154.1] Pelobacter 
3520389 3521882 Pelobacter 
furomonadales; Pelobacteraceae; 


ref|NR_026077.1| Geobacter pelophilus 
35 Geobacter pelophilus Bacteria; 

raceae; Geobacter. 

ref|NR_025982.1| Geobacter chapelleii 
47 Geobacter chapelleii Bacteria; 

raceae; Geobacter. 

ref|NR_025970.1| Thermodesulforhabdus 
78 3777536 Thermodesulforhabdus norvegica 
s; Syntrophobacteraceae; 


ref|NR_025828.1| Rhizobium galegae 
09 Rhizobium galegae Bacteria; 


hizobium/Agrobacterium group; Rhizobium. 
ref|NR_029015.1] Streptococcus 
511957 513395 Streptococcus 
; Streptococcus. 
ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 


cteraceae; Desulfofaba. 


11198 


ref|NR_027547.1| Anaeromyxobacter 
56 1121404 Anaeromyxobacter dehalogenans 


2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 


Anaeromyxobacter. 
39662 
strain ATCC 19645 
Firmicutes; Lacto 
39662 
strain DSM 5651 1 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 
39662 Bacteria_16S 1912726 1912633 3 95 gi| 219878255 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 19128 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

39662 Bacteria_16S 2098979 2098886 14 105 gi| 219878123 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 
Nitratireductor. 

39662 Bacteria_16S 2269128 2269035 14 105 gi| 219857554 


strain Pl 16S rib 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 
39662 Bacteria_16S 2335667 2335574 14 105 gi| 219857505 
strain DM12 16S ribosomal RNA, partial sequence 2334350 23357 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
39662 Bacteria_16S 2454166 2454073 3 95 gi|219857417 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomyceta 
39662 Bacteria_16S 4166053 4165960 14 105 gi| 219846104 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequenc 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; D 
Desulfatibacillum. 

39662 Bacteria_16S 101264 101176 8 95 gi| 265678996 
strain SL-4 16S ribosomal RNA, complete sequence 99832 10139 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

39662 Bacteria_16S 102831 102743 8 95 gi| 265678995 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequen 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillace 
Aneurinibacillus. 

39662 Bacteria_16S 220595 220507 8 95 gi| 265678916 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geoba 
39662 Bacteria_16S 235589 235509 14 93 gi| 265678905 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 23583 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
39662 Bacteria_16S 237225 237145 14 93 gi| 265678904 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 23588 


Bacteria; Proteob 
39662 
xenovorans strain 
Bacteria; Proteob 
39662 
thermoamylovorans 
thermoamylovorans 
39662 
strain E7107 16S 
Proteobacteria; A 
39662 
oligofermentans s 
oligofermentans B 
39662 
strain R 8118 16S 
Proteobacteria; B 
39662 
halichoeri strain 
halichoeri Bacter 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1745774 1745685 8 96 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1896558 1896465 14 105 gi 


osomal RNA, partial sequence 


acteria; Betaproteobacteria; Burkholde 
257072 256992 14 93 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
322109 322021 8 95 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
447472 447392 14 93 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

456800 456712 8 95 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 

468766 468686 14 93 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
498007 497919 8 95 gi 
M512/02/1 16S ribosomal RNA, partial 


6S ribosomal RNA, partial sequence 1895145 18966 


2267708 22692 


446125 44760 


467397 46889 


ia; Firmicutes; 


Lactobacillales; Strep 


39662 


contaminans strai 
contaminans Bacte 


39662 


strain IDA1967 16 
Firmicutes; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacil 
Bacteria_16S 


527022 526934 8 


Firmicutes; Bacillales; 
533078 532990 8 


S ribosomal RNA, partial sequence 
lales; 


Bacillaceae; Bacillus 
562171 562091 14 


95 gi 


n R-16222 16S ribosomal RNA, partial s 
ria; 


Bacillace 
95 gi 


93 gi 


531745 53318 


219878377 

17443 

occus. 
219878267 


riales; Bu 
265678891 
ence 25570 
riales; Bu 
265678846 
sequence 

illaceae; 

265678757 


Acetobacte 
265678747 

equence 

Streptococ 
265678739 


rkholderia 
265678720 
sequence 

tococcacea 
265678701 
equence 

ae; Anoxyb 
265678697 


265678678 


ref|NR_025516.1 
69 1745812 Strept 


Streptococcus ratti 
ococcus ratti Bacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desulfococcus. 
ref|NR_025394.1| Ureibacillus terrenus 
21 Ureibacillus terrenus Bacteria; 


NR_025262.1 
2097632 209908 
biales; Phylloba 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


ref|NR_025142.1| Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_025093.1| Paracoccus methylutens 
05 Paracoccus methylutens Bacteria; 
aceae; Paracoccus. 
ref|NR_025005.1| Thermoflavimicrobium 
2452794 2454268 Thermoflavimicrobium 
ceae; Thermoflavimicrobium. 
ref|NR_025694.1| Desulfatibacillum 
e 4164674 4166119 Desulfatibacillum 
esulfobacterales; Desulfobacteraceae; 
ref |NR_029304.1 
0 Halobacillus 


Halobacillus litoralis 
litoralis Bacteria; 


ref|NR_029303.1 
ce 101441 102925 
ae; Aneurinibaci 


Aneurinibacillus 
Aneurinibacillus 
llus group; 


Geobacillus 
Geobacillus 


ref |NR_029224.1 
19184 220608 
cillus. 


ref|/NR_029213.1 


ND 


Burkholderia graminis 
4 Burkholderia graminis Bacteria; 
ceae; Burkholderia. 

ref|NR_029212.1| Burkholderia 

5 237406 Burkholderia phenazinium 
rkholderiaceae; Burkholderia. 
ref|NR_029199.1| Burkholderia 

3 257168 Burkholderia xenovorans 


ref |NR_028983.1 


ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Roseomonas. 


rkholderiaceae; Burkholderia. 
ref|NR_029151.1| Bacillus 

320691 322234 Bacillus 
Bacillus. 
ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 
ref|NR_029052.1] Streptococcus 

455417 456926 Streptococcus 
caceae; Streptococcus. 
ref|NR_029044.1| Burkholderia terricola 
3 Burkholderia terricola Bacteria; 
ceae; Burkholderia. 
ref|NR_029025.1] Streptococcus 

496622 498127 Streptococcus 
e; Streptococcus. 
ref|NR_029006.1| Anoxybacillus 

525601 527141 Anoxybacillus 
acillus. 
ref|NR_029002.1| Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Roseomonas 


560822 562307 Roseomonas 


39662 


39662 


picturae strain R 
Bacteria; 


39662 


marismortui strai 
Bacteria; 


39662 


silvestris strain 
silvestris Bacter 


39662 


respiraculi strai 
respiraculi Bacte 


39662 


strain HKU4 16S r 
Firmicutes; 


39662 


ferriphilum strai 
Bacteria; Nitrosp 


39662 


Bacteria_16S 
strain Ppe8 16S r 
Proteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Firmicutes; 


ia; 


Lactobacillales; 


589276 589196 14 


607331 607243 8 


Bacillales; 
719453 719365 8 


n 123 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


731709 731621 8 


758190 758110 14 


776605 776517 8 


796458 796354 3 


824015 823935 14 


Bacillales; 


93 


ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


95 


-5321 16S ribosomal RNA, partial sequence 
Bacillaceae; 


95 


complete sequence 71801 


95: 


HR3-23 16S ribosomal RNA, partial sequence 
Planococcaceae; 


93 


n AU3313 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 


95 


ibosomal RNA, partial sequence 
Streptococcaceae; 


105 


n P3a 16S ribosomal RNA, partial sequence 
irae; Nitrospirales; Nitrospiraceae; Leptospiril 


93 


Oceanobacillus. 


Streptococcus. 


gi|265678660 


587905 589310 Burkholderia 
rkholderiaceae; 


265678647 
60592 


gi 


gi| 265678569 


gi| 265678561 


gi|265678541 


gi| 265678529 
775183 77669 


265678515 
79504 


gi 


gi|265678497 


Solibacillus. 


Burkholderiales; 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; 
Bacteria_16S 
strain U 16S ribosomal RNA, partial sequence 839468 840 


39662 


Bacillales; Bacil 


840865 840777 8 95 gi 


laceae; Geobacillus. 


sequence 
Burkhol 
265678486 


930 Geobacillus uzenensis 


39662 


intermedius strai 
Bacteria; 


39662 


caldoxylosilyticu 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


916864 916776 8 


Lactobacillales; 
958674 958586 8 


caldoxylosilyticu 


s Bacteria; Firmicutes; 


39662 


strain SK3 16S ri 
Firmicutes; 


39662 


pneumoniae strain 
pneumoniae Bacter 


39662 


strain NS51 16S r 
Firmicutes; 


39662 


danicus strain DB 
Bacteria; 


39662 


ryukyuensis strai 
ryukyuensis Bacte 


39662 


strain I-273 16S 
Firmicutes; 


39662 


strain 01-570-1 1 
Firmicutes; 


39662 


gallinaceus strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, 
Lactobacillales; 


ia; 


ibosomal RNA, 
Lactobacillales; 


ria; 


Lactobacillales; 


Lactobacillales; 


1021403 1021315 8 


1022956 1022868 8 


ATCC 33400 16S ribosomal RNA, 
Firmicutes; 


1024527 1024439 8 


1035154 1035066 8 


Bacillales; 
1056458 1056370 8 


Firmicutes; 
1118267 1118179 8 


1221010 1220922 8 


1225565 1225477 8 


Lactobacillales; 


Bacillales; 


95 


n 1877 16S ribosomal RNA, partial sequence 91544 
Streptococcaceae; 


95 


s strain $1812 16S ribosomal RNA, partial sequen 


Bacillales; 
95 


complete sequence 
Streptococcaceae; 


95 


95 


complete sequence 
Streptococcaceae; 


95 


4 16S ribosomal RNA, partial sequence 


Firmicutes; Paenibacillaceae; Aneurinibacil 


95 


n 015-7 16S ribosomal RNA, partial sequence 
Bacillaceae; 


95 


ribosomal RNA, partial sequence 
Streptococcaceae; 


95 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofustis. 


95 


n CCUG 42692 16S ribosomal RNA, partial sequence 


Streptococcus. 
complete sequence 


Streptococcacea 


Streptococcus. 


Streptococcus. 


gi| 265678434 
Streptoc 
gi| 265678406 
Bacillaceae; 
gi| 265678364 
1019984 10214 


gi| 265678363 


gi| 265678362 
1023111 10246 


265678355 
10337 


gi 


gi| 265678340 
Parali 
gi|265678297 
1116890 11182 


gi|219878362 


gi| 219878314 


gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcace 
39662 Bacteria_16S 1297790 1297702 8 95 gi| 219857534 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 12978 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 1323800 1323712 8 95 gi| 228715345 


dysgalactiae subs 


p- dysgalactiae strain ATCC 43078 16S 


ribosomal 


ref|NR_028965.1 


ref |NR_028952.1 


ref |NR_028873.1 


ref|NR_028865.1 
730321 731827 


ref |NR_028845.1 
756798 758254 


ref |NR_028833.1 
4 Streptococcus 


ref|NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_028800.1 

822620 824161 
deriales; 
ref |NR_028789.1 


ref |NR_028736.1 
occus; 
ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref|NR_028666.1 
95 Streptococcus 


ref|NR_028665.1 

1021546 102306 
e; Streptococcus 
ref |NR_028664.1 
30 Streptococcus 


ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028598.1 
82 Streptococcus 


ref|NR_025501.1 


ref|NR_025453.1 

1224170 122567 
Streptococcu 
NR_025122.1 


ae; 
ref 


Burkholderia tropica 


tropica Bacteria; 
Burkholderia. 


Oceanobacillus 


0 607435 Oceanobacillus picturae 


Virgibacillus 


9 719581 Virgibacillus marismortui 


Solibacillus 
Solibacillus 


Cupriavidus 
Cupriavidus 


Burkholderiaceae; Cupriavidus. 


Streptococcus sinensis 
sinensis Bacteria; 


Leptospirillum 
pirillum ferriphilum 


Cupriavidus 
Cupriavidus 


Burkholderiaceae; Cupriavidus. 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Streptococcus 


5 916988 Streptococcus intermedius 
Streptococcus anginosus group. 


Geobacillus 
Geobacillus 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 

0 Streptococcus 
Streptococcus mitis 

mitis Bacteria; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Paraliobacillus 
2 Paraliobacillus 


Streptococcus pyogenes 
pyogenes Bacteria; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Streptococcus 

1 Streptococcus 

Ss. 

Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


ref 
RNA, 


NR_027517.1 
partial seq 


Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 
39662 
metallidurans str 
metallidurans CH3 
Cupriavidus. 


Bacteria_16S 


Streptococcus. 

1339029 1338949 14 

ain CH34 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


93 gi 


39662 
strain MT1-641 16 


Bacteria_16S 


1373937 1373857 14 93 
S ribosomal RNA, partial sequence 


gi 


partial sequence 
Betaproteobacteria; 


228721484 


228717983 


ref |NR_027607.1 
1337638 133913 
Burkholderiales; 


ref 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Burkholderia unamae 


NR_027569.1 


1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


39662 


strain STM815 16S 
Bacteria; 


39662 


strain STM678 16S 
Proteobacteria; 


39662 


pseudopneumoniae 
pseudopneumoniae 


39662 


strain 34hsl1 16S 
Firmicutes; 


39662 


ayderensis strain 
Bacteria; 


39662 


LMG 22167 16S rib 
Bacillales; 


39662 
subsp. 


39662 


maitriensis strai 
Bacteria; 


39662 


ruminatorw 
equi subsp. 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacil 
Bacteria_16S 
Bacteria_16S 
Bacil 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria; 


lales; 


Firmicutes; 


1387523 1387443 14 
ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
1389038 1388958 14 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


1411412 1411324 8 


Firmicutes; 
1514548 1514460 8 


Bacillaceae; 
1555521 1555433 8 
1587129 1587041 8 
Bacillus. 
1610207 1610119 8 
1635947 1635859 8 


Bacillales; 
1638900 1638812 8 


Firmicutes; 


93 


93 


95 


95 


ribosomal RNA, partial sequence 
Bacillus. 


95 


95 


osomal RNA, partial sequence 
laceae; 


95 


95 


95 


gi 


1386182 13876 


gi 


1387667 13891 


gi 


strain 108 16S ribosomal RNA, partial 
Lactobacillales; 


gi 


1513128 15146 


gi 


ABO4 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Anoxybac 


gi 


1585730 15872 


gi 


m strain CECT 5772 16S ribosomal RNA, 


ruminatorum Bacteria; Lactobaci 


gi 


n S1 16S ribosomal RNA, partial sequence 


Planococcaceae; Planococcus. 


gi 


R-15447 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


39662 


Bacteria_16S 
strain 4-1 16S ribosomal RNA, partial sequence 


laceae; Bacillus. 


1686141 1686053 8 95 gi 


228716754 
228716720 
224581432 
sequence 
219878119 
219857209 
15541 
illus. 
219878487 
219878470 
llales; 
219878453 
16345 


219878451 


1637503 1638932 Bacil 


219878418 


1684753 16861 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
39662 Bacteria_16S 1690692 1690604 8 95 gi| 219878414 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 16892 


Bacteria; 
39662 


Bacteria; 
39662 
entericus strain 
entericus Bacteri 
39662 


Firmicutes; 
Bacteria_16S 
karajensis strain 
Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacillales; Planococcaceae; 


CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; 


1790982 1790894 8 95 gi 


carmonensis strain LMG 20964 16S ribosomal RNA, partial 


carmonensis Bacteria; 
Bacteria_16S 


39662 
necropolis strain 


necropolis Bacteria; 
Bacteria_16S 


39662 
strain DSM 10404 
Bacteria; 
39662 
strain 3S-1 16S r 
Firmicutes; Bacil 
39662 
mannitolilytica s 


mannitolilytica Bacteria; 


Ralstonia. 
39662 
strain LMG 
Firmicutes; 
39662 
strain LMG 
Firmicutes; 
39662 
strain m2661/98/1 
Firmicutes; 
39662 
strain LMG 
Firmicutes; 
39662 
strain TF-9 16S r 
Firmicutes; Bacil 
39662 


18435 
Bacil 


17489 
Bacil 


12370 
Bacil 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Lactobacillales; 


Bacteria_16S 


Bacteria_16S 


Firmicutes; Bacillales; Bacillace 
1804753 1804665 8 95 gi 
LMG 19488 16S ribosomal RNA, complete 
Firmicutes; Bacillales; Bacillacea 
1824722 1824634 8 95 gi 
16S ribosomal RNA, complete sequence 
Bacillales; Bacillaceae; 
1871855 1871767 8 95 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1923473 1923393 14 93 gi 
train LMG6866 16S ribosomal RNA, parti 
Proteobacteria; Betaproteobac 


Halobaci 
gi 


1941698 1941610 8 95 gi 


lales; Bacillaceae; Bacillus. 
1946407 1946319 8 95 gi 
lales; Bacillaceae; Bacillus. 

1961571 1961483 8 95 gi 
16S ribosomal RNA, partial sequence 
Enterococcaceae; Vagococcu 
2039203 2039115 8 95 gi 


lales; Bacillaceae; Virgibacillus. 
2115740 2115652 8 95 
ibosomal RNA, partial sequence 


gi 


lales; 


Bacteria_16S 


Planococcaceae; 
2120346 2120258 8 


Planococcus. 
95 


strain HSL-3 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


lales; 


Bacillaceae; 


Halobacillus. 


Planococcus. 


equence 


Streptococcaceae; 


teria; Bur 


219878234 


16S ribosomal RNA, partial sequence 1940300 19418 


219878231 


16S ribosomal RNA, partial sequence 1945009 19464 


16S ribosomal RNA, partial sequence 2037802 20393 


ref 


16 Burkholderia 
Burkho 


ref 


46 Burkholderia 
Burkholder 


ref 


1410019 14114 


Streptococcac Strepto 


ref 


ref 


24 1555535 Anoxyb 


ref 


33 Bacillus humi 


ref 


partial sequence 
Streptococcaceae; 


ref 


30 1635961 Planoc 


ref 


NR_027555.1 


lderiaceae; 
NR_027554.1 


NR_027214.1 
8 
eae; 
NR_025258.1 


NR_024837.1 


NR_025626.1 


NR_025609.1 


160886 


NR_025592.1 


NR_025590.1 


Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 

Streptococcus 
6 Streptococcus 
coccus. 

Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Anoxybacillus 
acillus ayderensis 


Bacillus humi strain 
Bacteria; Firmicutes; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Planococcus 
occus maitriensis 


Bacillus vireti strain 


lus vireti Bacteria; Firmicutes; 


ref|NR_025557.1| Bacillus aeolius 
55 Bacillus aeolius Bacteria; 


ref|NR_025553.1] Planococcus 
86 1690816 Planococcus rifietoensis 


1703123 1703035 8 95 gi|219878406|ref|NR_025545.1| Halobacillus 
MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 

Bacillales; Bacillaceae; Halobacillus. 

1765485 1765397 8 95 gi|219878361|ref|NR_025500.1| Streptococcus 


1764167 176550 
Streptococcus. 


1 Streptococcus 


219878342|ref|NR_025481.1| Virgibacillus 
sequence 1789570 1791087 Virgibacillus 
ae; Virgibacillus. 
219878333|ref|NR_025472.1| Virgibacillus 
sequence 1803341 1804862 Virgibacillus 
e; Virgibacillus. 
219878320|ref|NR_025459.1| Halobacillus trueperi 
1823301 1824836 Halobacillus trueperi 
llus. 
219878287|ref|NR_025426.1| Geobacillus vulcani 
1870444 1871975 Geobacillus vulcani Bacteria; 
219878246 |ref|NR_025385.1| Ralstonia 
al sequence 1922112 1923560 Ralstonia 


kholderiales; Burkholderiaceae; 


ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


219878221|ref|NR_025360.1| Vagococcus fessus 
1960167 1961603 Vagococcus fessus Bacteria; 

Ss. 

219878169 |ref|NR_025308.1] Virgibacillus proomii 


07 Virgibacillus proomii Bacteria; 


219857658|ref|NR_025247.1| Planococcus maritimus 
2114343 2115849 Planococcus maritimus Bacteria; 
219857655|ref|NR_025244.1| Halobacillus salinus 


gi 


2118933 2120454 Halobacillus salinus Bacteria; 


39662 


strain AU2944 16S 
Proteobacteria; 


39662 


strain ATCC 29178 
Firmicutes; 


39662 


strain SK-1 16S r 
Firmicutes; 


39662 


strain DSM 11853 
Proteobacteria; 


39662 


campinensis strai 
Bacteria; 


39662 


subterraneus stra 
Bacteria; 


39662 


strain IPT10 16S 
Proteobacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Lactobacillales; 


Bacillales; 


Firmicutes; 


2123329 2123249 14 


2259760 2259672 8 


2267548 2267460 8 


Bacillaceae; 


2275198 2275118 14 


2276732 2276652 14 


2313002 2312914 8 


Bacillales; 


2331087 2331007 14 


2382594 2382506 8 


93 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


95 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


95 


ibosomal RNA, partial sequence 
Geobacillus. 


93 


16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


93 


n WS2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


95 


in 34 16S ribosomal RNA, partial sequence 
Bacillaceae; 


93 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderia 


95 


Streptococcus. 


Geobacillus. 


gi|219857653 
2121958 21233 


219857560 
22583 


gi 
gi|219857555 
2266147 22676 


gi|219857550 


219857549 
22753 


gi 


219857521 
23115 


gi 
gi|219857509 
2329695 23312 


gi| 219857472 


ref |NR_025242.1 


Ralstonia. 


ref|NR_025148.1 


ref|NR_025143.1 
ref 


NR_025138.1 


ref|NR_025137.1 


ref|NR_025109.1 
80 2313074 Geobac 


ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025060.1 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Streptococcus iniae 


45 2259880 Streptococcus iniae Bacteria; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 
Cupriavidus. 


Cupriavidus 


59 2276842 Cupriavidus campinensis 
Burkholderiaceae; 


Cupriavidus. 
Geobacillus 
illus subterraneus 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Bacillus jeotgali 


strain YKJ-10 16S 
Firmicutes; Bacil 
39662 
strain LMG 16225 
Proteobacteria; 

39662 
caledonica strain 
caledonica Bacter 
39662 
strain DSM 1105 1 
Proteobacteria; B 
39662 
strain LMG 3413 1 


B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


2385620 2385540 14 93 gi 


2387144 2387064 14 93 gi 
LMG 19076 16S ribosomal RNA, partial 


2437342 2437262 14 93 gi 


2532639 2532559 14 93 gi 


2381197 23827 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
etaproteobacteria; Burkholderiales; Burkholderia 
219857469 
sequence 

ia; Proteobacteria; Betaproteobacteria; 
Bacteria_16S 


Burkholderiales; 
219857430 
6S ribosomal RNA, partial sequence 2436004 24374 
etaproteobacteria; Burkholderiales; Burkholderia 
219857356 
6S ribosomal RNA, partial sequence 2531266 25327 


01 Bacillus jeotgali Bacteria; 
ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 
2385781 2387256 Burkholderia 
Burkholderiaceae; Burkholderia. 
ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024842.1] Streptococcus 
ce 2663526 2665038 Streptococcus 
treptococcaceae; Streptococcus. 
ref|NR_024841.1] Streptococcus 
2665089 2666548 Streptococcus 
; Streptococcus. 
ref|NR_024830.1| Alkalibacterium 
2680270 2681761 Alkalibacterium 
riaceae; Alkalibacterium. 
NR_024818.1| Anoxybacillus 
01 Anoxybacillus 


NR_024817.1| Bacillus asahii strain 
asahii Bacteria; Firmicutes; 


ref|NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 


ref 


NR_024690.1 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


ref|NR_024634.1| Streptococcus porcinus 
71 Streptococcus porcinus Bacteria; 
ref|NR_026516.1| Anoxybacillus 


2998293 2999816 Anoxybacillus 


NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


ref|NR_026467.1| Vagococcus lutrae 
11 3070973 Vagococcus lutrae Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
39662 Bacteria_16S 2664936 2664848 8 95 gi| 219857214 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequen 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; §S 
39662 Bacteria_16S 2666498 2666410 8 95 gi| 219857213 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae 
39662 Bacteria_16S 2681651 2681563 8 95 gi| 219857202 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacte 
39662 Bacteria_16S 2697896 2697808 8 95 gi| 219857190 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ano 
39662 Bacteria_16S 2699452 2699364 8 95 gi| 219857189 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacil 
Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 2873467 2873379 8 95 gi| 219856876 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 2881344 2881256 8 95 gi|219856871 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 28814 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 2963082 2962994 8 95 gi|219856815 
strain 176 16S ribosomal RNA, partial sequence 2961676 29631 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
39662 Bacteria_16S 2999699 2999611 8 95 gi| 219846924 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxy 
39662 Bacteria_16S 3001271 3001183 8 95 gi| 219846923 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

39662 Bacteria_16S 3070909 3070821 8 95 gi| 219846875 
strain m1134/97/1 16S ribosomal RNA, partial sequence 30695 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

39662 Bacteria_16S 3078364 3078284 14 93 gi| 219846870 


caribensis strain MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


ref|NR_026462.1| Burkholderia 
3076975 3078406 Burkholderia 


39662 


thoraltensis stra 


Bacteria_16S 


3217468 3217380 8 


95 


in S69 16S ribosomal RNA, partial sequence 32160 


gi|219846776 


ref|NR_026368.1 


Streptococcus 


71 3217589 Streptococcus thoraltensis 


Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

39662 Bacteria_16S 3246379 3246291 8 95 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 

39662 Bacteria_16S 3361789 3361701 8 95 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

39662 Bacteria_16S 3536982 3536894 8 95 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 3538538 3538450 8 95 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 3546348 3546260 8 95 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 3611868 3611780 8 95 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

39662 Bacteria_16S 3723886 3723798 8 95 gi|219846419|ref|NR_026010.1] Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 3771347 3771267 14 93 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 
strain R001 16S ribosomal RNA, partial sequence 3769978 3771422 Ralstonia syzygii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

39662 Bacteria_16S 3812181 3812093 8 95 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

39662 Bacteria_16S 3897735 3897647 8 95 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

39662 Bacteria_16S 3960691 3960603 8 95 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 3994509 3994421 8 95 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

39662 Bacteria_16S 4041379 4041291 8 95 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 4042837 4042749 8 95 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 4118271 4118183 8 95 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

39662 Bacteria_16S 4133557 4133469 8 95 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

39662 Bacteria_16S 4213065 4212977 8 95 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

39662 Bacteria_16S 4243319 4243231 8 95 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

39662 Bacteria_16S 43672 43565 a 105 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Nocardiopsaceae; 
39662 
dassonvillei subs 


Bacteria_16S 


Nocardiopsis. 
85958 85851 1 105 gi 
p- dassonvillei strain IMRU 509 16S ri 


265679006 


bosomal RNA, partial sequence 


ref Nocardiopsis 


84580 


NR_029314.1 
86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
39662 
strain JW/AS-Y6 1 
Firmicutes; 


Bacteria_16S 


Clostridia; 


Streptosporangineae; Nocardiopsaceae; 
258632 258541 5 95 gi 
6S ribosomal RNA, 


Thermoanaerobacterales; Thermoa 


39662 


Bacteria_16S 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 


333074 332983 5 95 


complete sequence 257219 25873 
naerobacteraceae; 


Nocardiops 
265678890 


265678839 


is. 
ref|NR_029198.1| Moorella glycerini 
1 Moorella glycerini Bacteria; 
Moorella group; Moorella. 
ref 


gi 


NR_029144.1| Moorella 
331642 333194 Moorella 


thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 


39662 
mexicanus strain 
Bacteria; 


39662 


acidiphilus strai 
acidiphilus Bacte 


39662 


strain ES10.1 16S 


Bacteria_16S 858945 858854 5 95 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
Bacteria_16S 1064104 1064009 1 95 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
n TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
ria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
Bacteria_16S 1131823 11317161 105 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
Bacteria_16S 1640361 1640254 1 105 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 


39662 


strain SNG49 16S 


39662 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


39662 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


39662 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


39662 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


39662 


strain DSM 12838 


39662 


macestii strain M-9 16S ribosomal RNA, partial sequence 
Bacteria; 


39662 


hesperidum strain 
Bacteria; 


39662 


strain YIM 90003 


39662 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


39662 


sulfonivorans str 
Bacteria; 


39662 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


39662 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


39662 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


39662 


strain VKM Ac-145 


39662 


juripiscarius str 
juripiscarius Bac 


39662 


kitasatonis strai 
kitasatonis Bacte 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


ria; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1744219 1744112 1 


1853562 1853455 1 


1877899 1877792 1 


1894992 1894897 1 


1934215 1934120 1 


1978188 1978093 1 


2033060 2032965 1 


2158047 2157940 1 


2334179 2334072 1 


2350651 2350568 14 


2402303 2402196 1 


2409986 2409879 1 


2511463 2511356 1 


2512971 2512864 1 


2680112 2680025 8 


Firmicutes; 
2705527 2705448 14 


Firmicutes; 
2729759 2729664 1 


105 gi 


R2A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


105 gi 


105 gi 


in DSM 44410 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


95 gi 


95 gi 


95 gi 
95 gi 


105 gi 


105 gi 


ain YIM 90004 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


96 gi 


105 gi 


105 gi 


90002 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


105 gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


105 gi 


7 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


94 gi 


ain IS40-3 16S ribosomal RNA, partial 
Bacillales; 


92 gi 


n JCM 1039 16S ribosomal RNA, partial 
Lactobacillales; 


95 gi 


Bacillaceae; 


1638983 16404 


219878378 


219878299 


train TB100 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 
Thermobifida. 


219878283 


219878268 


DSM 1741 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


219878210 


219878174 


FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyc 
Firmicutes; Bacillales; Alicyclobacillaceae; 


219857630 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomonospora. 


219857507 


219857494 


ain S1 16S ribosomal RNA, partial sequence 23493 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


219857459 


n HA-9T 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


219857454 
24085 


219857370 
25100 


219857369 
25115 


Streptosporangineae; 


219857203 
sequence 


219857185 
sequence 


Lactobacillaceae; 


219857168 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


Actinomycetales; 
sequence 


Actinomycetales; 


Desulfovibrionales; 


1976773 1978275 Desulf 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


Alicyclobacillus. 


sequence 2332775 233429 
Actinomycetales; 


Hyphomicrobiaceae; Hy 


Actinomycetales; 


Streptosporangineae 


Streptosporangineae; 


Lentibacillus. 


ref|NR_025517.1 


ref|NR_025438.1 
1852181 185367 
Stre 


ref|NR_025422.1 
1876505 187800 
Strepto 


ref|NR_025407.1 

1893578 189509 
Des 
ref|NR_025378.1 


Des 
NR_025349.1 


ref 


Desulfomicrobi 
ref |NR_025313.1 


ref |NR_025219.1 


ref|NR_025095.1 


Strept 


ref |NR_025082.1 
35 2350745 Hyphom 


ref|NR_025047.1 
2400924 240237 
Streptos 


ref|NR_025042.1 
77 2410105 Strept 
7 


ref|NR_024958.1 
68 2511541 Nocard 


ref |NR_024957.1 
92 2513043 Nocard 
Nocardiop 
ref |NR_024831.1 

2678696 268021 


ref|NR_024813.1 
2704122 270562 
Lactobacillu 


69 Nocardiopsis aegyptia Bacteria; 
Streptosporangineae; Nocardiop 


saceae; Nocardiopsis. 
Nocardiopsis 


1742831 1744318 Nocardiopsis metallicus 
Streptosporangineae; 


Nocardiopsaceae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Desulfomicrobium 
4 Desulfomicrobium 


ulfomicrobiaceae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 


ulfomicrobium. 
Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Alicyclobacillus 
lobacillus hesperidum 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
Streptosporangineae; Nocardiop 


saceae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 
Nocardiopsis 

2 Nocardiopsis 
porangineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 
Lentibacillus 

9 Lentibacillus 


Lactobacillus 
7 Lactobacillus 
Ss. 


ref |NR_024796.1 
2728379 272981 


Alicyclobacillus 
6 Alicyclobacillus 


39662 


39662 
phaeum strain PB 
Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


2786625 2786530 1 95 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

2884450 2884359 5 95 gi|219856869|ref|NR_024688.1| Thermacetogenium 

16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 
3243281 32431905 95 gi|219846759|ref|NR_026351.1| Desulfovibrio 


39662 
africanus strain 


Desulfovibrio. 


39662 Bacteria_16S 3256750 3256643 1 105 gi|219846750|ref|NR_026342.1 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 325683 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 

39662 Bacteria_16S 3258263 3258156 1 105 gi|219846749|ref|NR_026341.1 
strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
39662 Bacteria_16S 3259775 3259668 1 105 gi|219846748|ref|NR_026340.1 
strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
39662 Bacteria_16S 3261285 3261178 1 105 gi| 219846747 |ref|NR_026339.1 
dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, partial sequen 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 
39662 
pfennigii strain 


Syntrophobacter. 
39662 
apsheronum strain 
Bacteria; 
39662 


39662 
vulcanalis strain 
Bacteria; 
39662 
strain YIM 90010 


39662 
salicampi strain 
Bacteria; 


39662 Bacteria_16S 4217691 4217584 1 105 gi| 219846063 |ref|NR_025653.1 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 421777 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

39662 Bacteria_16S 24070 23976 1 94 gi| 265679048 |ref|NR_029356.1 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
39662 Bacteria_16S 63483 63401 14 95 gi| 265679022 |ref|NR_029330.1 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
39662 Bacteria_16S 98222 98124 9 105 gi| 265678998 |ref|NR_029306.1 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
Desulfocapsa. 

39662 Bacteria_16S 143956 143870 9 94 gi| 265678967 |ref|NR_029275.1 


strain Kysw2 16S 
Proteobacteria; 

39662 
strain 166 16S ri 


39662 


Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 
alkenivorans Bacteria; 
Desulfatibacillum. 
Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Deltaproteobacteria; 
Bacteria_16S 


Bacteria_16S 
CFN 42 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; 


Proteobacteria; Deltaproteobacteria; 


Streptosporangineae; Nocardiopsaceae; 
3408804 3408705 8 105 gi 


3699783 3699688 1 95 gi 


4027604 4027521 14 96 gi 


Proteobacteria; 


4048955 4048860 1 95 gi 


4062344 40622371 105 gi 


4210004 4209917 8 94 gi 


Bacillales; Bacillaceae; 


ribosomal RNA, partial sequence 
Desulfuromonadales; 


No 
219846640 
DSM 10092 16S ribosomal RNA, partial sequence 

pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; 


219846437 
1105 16S ribosomal RNA, partial sequenc 
Proteobacteria; Deltaproteobacteria; Desulfovib 
219846205 


Deltaproteobacteri 


219846188 
CsHg2 16S ribosomal RNA, partial sequen 
Firmicutes; Bacillales; Alicyclobacillaceae; Al 
219846178 
16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
SF-20 16S ribosomal RNA, partial sequence 
Lentibacillus. 


142594 14403 


cardiops 


e 36983 
rionales; 


a; Desulfo 


ce 40475 
icyclobaci 


42085 


ref 


ref 


ref 


ref 


ref 


3241884 32433 
Desulfovibrionales; 


bacterales; 


llus. 


eae; 


Desu 


NR_026232.1 
3407396 34088 
Syntrophobacterales; Syn 
NR_026028.1 
59 3699831 Desul 
Desulfomicrobi 
NR_025795.1 
4026183 40277 
De 


NR_025778.1 
66 4049023 Alicyc 


NR_025768.1 
36 Nocardiopsis 
Streptosporangin 
219846069 


9 


8 


£ 


0 


3 Desulfovibrio 
lfovibrionaceae; 


Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 
is. 
ref 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Desulfomicrobium 

omicrobium apsheronum 

aceae; Desulfomicrobium. 
Desulfatibacillum 

6 Desulfatibacillum 

sulfobacteraceae; 


Alicyclobacillus 
lobacillus vulcanalis 


Nocardiopsis salina 


salina Bacteria; 
Nocardiop 
NR_025659.1 
91 4210111 Lentib 


saceae; Nocardiopsis. 
Lentibacillus 
acillus salicampi 


Nocardiopsis 
2 Nocardiopsis 


sporangineae; 


Clostridium 
idium orbiscindens 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


1 Desulfuromusa 
Desulfuromonadaceae; 


Des 


terium group; Rhizobium. 
Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 


261474 261392 14 95 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
bosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
273566 273484 14 95 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
281161 281063 9 105 gi|265678873|ref|NR_029179.1| Geobacter 


39662 


Bacteria_16S 


sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


Geobacter. 


279814 281221 Geobacter 


39662 Bacteria_16S 668135 668053 14 95 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
39662 Bacteria_16S 678852 678770 14 95 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

39662 Bacteria_16S 680296 680214 14 95 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
39662 Bacteria_16S 698420 698338 14 95 gi| 265678584 |ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

39662 Bacteria_16S 794918 794836 14 95 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
39662 Bacteria_16S 854242 854160 14 95 gi| 265678477 |ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 

39662 Bacteria_16S 872644 872562 14 95 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

39662 Bacteria_16S 1025970 1025888 14 95 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 1026037 Rhizobium yanglingense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
39662 Bacteria_16S 1070030 1069948 14 95 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

39662 Bacteria_16S 1080367 1080285 14 95 gi|265678323|ref|NR_028625.1| Acetobacter orientalis 
strain 21F-2 16S ribosomal RNA, partial sequence 1079018 1080418 Acetobacter orientalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

39662 Bacteria_16S 1094092 1094010 14 95 gi|265678314|ref|NR_028616.1| Acetobacter 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 1092739 1094192 Acetobacter 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

39662 Bacteria_16S 1095533 1095451 14 95 gi|265678313|ref|NR_028615.1| Acetobacter peroxydans 
strain NBRC 13755 16S ribosomal RNA, partial sequence 1094243 1095577 Acetobacter peroxydans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

39662 Bacteria_16S 1243775 1243693 14 95 gi|219878114|ref|NR_025253.1| Mesorhizobium 
temperatum strain SDW 018 16S ribosomal RNA, partial sequence 1242462 1243864 Mesorhizobium 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
39662 Bacteria_16S 1354283 1354201 14 95 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

39662 Bacteria_16S 1399446 1399364 15 95 gi|228715357|ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 

39662 Bacteria_16S 1406897 1406815 14 95 gi|219857143|ref|NR_024771.1| Acetobacter 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 1405568 1406981 Acetobacter 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

39662 Bacteria_16S 1473785 1473703 14 95 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

39662 Bacteria_16S 1478393 1478311 14 95 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

39662 Bacteria_16S 1486049 1485967 14 95 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

39662 Bacteria_16S 1492129 1492047 14 95 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 1511667 1511589 18 95 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

39662 Bacteria_16S 1516006 1515924 14 95 gi|219878113|ref|NR_025252.1| Mesorhizobium 


septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 


1514694 151610 


8 Mesorhizobium 


septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 


39662 


lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


1582460 1582378 14 


1657168 1657086 14 


95 


95 


219878490 
sequenc 


gi 


gi|219878437 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 


gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; 


39662 


Bacteria_16S 


1750248 1750166 14 


95 


Rhiz 


gi|219878374 


strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


39662 


Bacteria_16S 


1751740 1751658 14 


95 


gi|219878373 


strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


39662 


strain vc 5 16S r 


39662 


chacoense strain 
Bacteria; 


39662 


strain MCS 25 16S 


39662 


strain MCS 18 16S 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1846054 1845972 14 


1890328 1890246 14 


2018173 2018091 14 


2019645 2019563 14 


2021117 2021035 14 


95 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


95 


PR5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


95 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


95 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


95 


gi|219878305 
1844748 18461 


219878272 
18889 
Phyll 
gi|219878184 
2016867 20182 


gi 


gi|219878183 
2018337 20197 


gi|219878182 


yphomonadaceae; 


washingtonensis s 
washingtonensis B 
Maricaulis. 

39662 
strain ATCC 15253 


39662 
strain Z-7792 16S 
Firmicutes; Bacil 
39662 
strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 

39662 
strain KCTC 3666 

Firmicutes; Bacil 
39662 
johannae strain C 
johannae Bacteria 
Gluconacetobacter 
39662 
selangorensis str 
selangorensis Bac 
39662 
strain ACCC 19665 
Bacteria; Proteob 
39662 
strain hl 16S rib 


train MCS06 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


Bacteria_16S 


Bacteria_16S 


2024095 2024013 14 
16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
2193003 2192915 8 
ribosomal RNA, partial sequence 

lales; Bacillaceae; Amphibacillus. 
2245899 2245817 14 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 


2451084 2450998 8 
16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyella 
2509900 2509818 14 
FN-Cf£55 16S ribosomal RNA, partial sequence 

; Proteobacteria; Alphaproteobacteria; Rhodospir 


2618033 2617951 14 
ain LMG 17710 16S ribosomal RNA, partial 


Firmicutes; 


2624076 2623994 14 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 
2631754 2631672 14 
osomal RNA, partial sequence 


acteria; Proteobacteria; Alphaproteobacteria; 


95 


95 


95 


93 


95 


95 


Lactobacillales; 


95 


95 


219878180 
20227 


gi 


gi| 219857604 
2191612 21930 


219857569 
22445 
Rhizo 


gi 


gi|219857419 


gi|219857371 


219857254 
sequenc 
Lactobacilla 
gi|219857249 
26227 
Phyll 
gi|]219857238 
2630432 26317 


gi 


Rhodobacterales; H 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
39662 Bacteria_16S 2710044 2709962 14 95 gi 
strain AAO08 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


hodobacter 


219857182 


2708714 27101 
Acetobacte 


39662 


Bacteria_16S 


2762407 2762325 14 


95 


strain Yo-3 16S r 
39662 
Alphaproteobacter 


39662 
strain 71 16S rib 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
2810648 2810566 14 
S60-1 16S ribosomal RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae; 
2825694 2825612 14 
osomal RNA, partial sequence 


95 


95 


gi]219857145 
2761077 27624 
Acetobacte 


gi|219857110 


2809318 2810728 Asaia 


Asaia. 
gi| 219856907 
2824364 28257 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


39662 Bacteria_16S 2937389 2937307 14 95 gi 
multivorum strain AIU 301 16S ribosomal RNA, 


Acetobacte 


219856832 


complete sequence 


ref |NR_025629.1 
e 1581111 158256 


Rhodovarius. 


ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025513.1 


Acetobac 
ref|NR_025512.1 
Acetobac 


ref |NR_025444.1 


ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; 
ref |NR_025323.1 


Maricaulis 


ref |NR_025322.1 


ref |NR_025321.1 
2019809 202123 


ref |NR_025319.1 
70 2024208 Caulob 
Caulobact 
ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


ref|NR_025007.1 


ref|NR_024959.1 
2508571 251001 
illales; Acetoba 


ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_024810.1 


raceae; Asaia. 
ref|NR_024773.1 


raceae; Kozakia. 
ref |NR_024738.1 
siamensis Bacte 
ref |NR_024728.1 


raceae; Asaia. 
ref|NR_024651.1 


Rhodovarius 
8 Rhodovarius 


Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Acetobacter malorum 


60 Acetobacter malorum Bacteria; 
Acetobacteraceae; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 
Acetobacteraceae; 


ter. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Maricaulis. 


Mesorhizobium 
izobium chacoense 


Mesorhizobium. 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
Maricaulis. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter henricii 
acter henricii Bacteria; 
er. 

Amphibacillus tropicus 
tropicus Bacteria; 


Rhizobium indigoferae 
ium indigoferae 


um/Agrobacterium group; 


Laceyella putida 


92 Laceyella putida Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 

Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Methylarcula terricola 


terricola Bacteria; 


ula. 
Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


2936039 293748 


Acidiphilium 
9 Acidiphilium 


multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acidiphilium. 


39662 Bacteria_16S 
europaeus strain 
Bacteria; 
39662 


3004347 3004265 14 95 


gi 


Bacteria_16S 3033011 3032929 14 95 


gi 


Clostridium. 
95 gi 


Clostridia; Clostridiales; Clostridiaceae; 
39662 Bacteria_16S 3119029 3118947 14 

intermedius strain TF2 16S ribosomal RNA, 
Bacteria; 
39662 Bacteria_16S 3132426 3132344 14 95 gi 
plurifarium strain LMG 11892 16S ribosomal RNA, partial 


Mesorhizobium. 
39662 Bacteria_16S 
guttoideum strain 
guttoideum Bacteria; 
39662 Bacteria_16S 
glycolicus strain 


3158338 3158256 14 95 


gi 
Firmicutes; Clostridia; 


3238790 3238692 9 105 gi 


Desulfofustis. 
39662 Bacteria_16S 
strain DSM 5156 1 
Firmicutes; 
39662 Bacteria_16S 
frateurii strain 


3375375 3375293 14 95 


gi 


Clostridia; Halanaerobiales; 


3419236 3419154 14 95 


gi 


frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 
Gluconobacter. 

39662 Bacteria_16S 3447286 3447192 1 94 gi|219846612 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 


Firmicutes; 
39662 Bacteria_16S 


Clostridia; Clostridiales; Clostridiaceae; 
3554003 3553921 14 95 gi 


hansenii Bacteria; 
Gluconacetobacter. 
39662 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; 


3555534 3555452 14 95 


gi 


Gluconacetobacter. 
39662 Bacteria_16S 
strain NCIB 8621, 
Bacteria; 
Acetobacter subgen. 
39662 Bacteria_16S 
strain DSM 3503 1 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

39662 Bacteria_16S 3592018 3591936 14 95 gi 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial 


3570661 3570579 14 95 


gi 


Acetobacter. 


3575207 3575125 14 95 


gi 


pasteurianus Bacteria; Proteobacteria; Alphaproteobacteri 


Acetobacter. 


39662 Bacteria_16S 3599696 3599614 14 95 


gi 
celerecrescens Bacteria; 
39662 Bacteria_16S 
strain USDA 1844 


Firmicutes; Clostridia; 


3646568 3646486 14 95 gi 


39662 Bacteria_16S 3684647 3684565 14 95 


gi 


219846921 
DES11 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
219846901 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis 


219846843 
complete sequence 31176 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
219846834 
sequence 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; 


219846817 
DSM 4024 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 
Halobacteroidaceae; 


cl 
219846541 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequ 


219846540 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteri 


219846529 
DSM 3508 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; Rhodospiri 


219846526 
6S ribosomal RNA, partial sequence 3573863 35753 
Ac 
219846515 


219846508 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial 
Clostrid 
219846474 
16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
219846448 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 36847 


30029 


ostridiu 


ence 


Rhodospiri 


sequence 
a; Rhodo 


uence 
llales; 


etobacte 
equence 


a; Rhodo 


sequenc 
iales; C 


aceae; R 


Rhizobiales; 


Lachnospiraceae. 
219846762 
PerGlyS 16S ribosomal RNA, complete sequence 

glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 


39662 


strain UPM-Ca7 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


39662 


metallireducens strain GS-15 16S ribosomal RNA, partial 


metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; De 
Geobacter. 

39662 Bacteria_16S 3932779 3932701 18 95 gi| 219846272 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae 
39662 Bacteria_16S 3942854 3942772 14 95 gi| 219846264 


Bacteria_16S 


Bacteria_16S 


3801479 3801397 14 


3886847 3886749 9 


95 


105 


strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


(e} 
gi| 219846362 
3800153 38015 


219846305 
sequence 


gi 


ref |NR_026513.1 
97 3004478 Gluco 


ref|NR_026493.1 


ref |NR_026435.1 


ref|NR_026426.1 


131100 31325 


Ww 


ref 
3 


NR_026409.1 
156952 31584 


ref |NR_026354.1 


ref |NR_026259.1 


ref |NR_026224.1 
rillales; 
ref|NR_026204.1 


m. 


ref|NR_026118.1 
38 Gluconobacter 
raceae; 


spirillales; 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; 
ref|NR_026066.1 


Acetobacteraceae; 


Bacteria; 


3 
Phyllobacteriaceae; 


4 


3237371 323891 
Desulfobacterales; 


3417892 341936 
Acetobacteraceae; 


Acetobacteraceae; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Clostridium indolis 
Firmicutes; 


Gluconacetobacter 


80 3119160 Gluconacetobacter intermedius 
Acetobacteraceae; Gluconacetobacter. 


Mesorhizobium 
6 Mesorhizobium 


Desulfotomaculum 


6 Desulfotomaculum 


Desulfofustis 
7 Desulfofustis 


Desulfobulbaceae; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 
Orenia. 
219846632 
IFO 3264 16S ribosomal RNA, partial sequence 


Gluconobacter 
7 Gluconobacter 


Clostridium viride 


86 Clostridium viride Bacteria; 


Gluconacetobacter 
4 Gluconacetobacter 


Acetobacteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 


Acetobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


Gluconobacter oxydans 
oxydans Bacteria; 


Gluconobacter. 


Acetobacter 
8 Acetobacter 


Acetobacteraceae; 


Clostridium 
6 Clostridium 


Clostridium. 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


hizobium/Agrobacterium group; Rhizobium. 
ref |NR_026039.1| Ochrobactrum anthropi 
56 Ochrobactrum anthropi Bacteria; 
chrobactrum. 
ref|NR_025953.1| Mesorhizobium ciceri 
75 Mesorhizobium ciceri Bacteria; 
eae; Mesorhizobium. 
ref|NR_025895.1] Geobacter 
3885428 3886973 Geobacter 
sulfuromonadales; Geobacteraceae; 
ref|NR_025862.1| Granulicatella 
3931373 3932778 Granulicatella 
; Granulicatella. 
ref|NR_025854.1| Acidiphilium rubrum 


3941522 3942934 Acidiphilium rubrum Bacteria; 


39662 


strain Lhet2 16S 


Bacteria_16S 


3947235 3947153 14 


95 


ribosomal RNA, partial sequence 


gi 
39 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


39662 


strain KLB 16S ri 


Bacteria_16S 


3948700 3948618 14 


95 


bosomal RNA, partial sequence 


gi 
39 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


39662 


strain NZP 2213 1 


39662 


strain IAM 13153 


39662 


strain ATCC 29799 
Bacteria; 


39662 


hispanicus strain 
hispanicus Bacter 


39662 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequenc 


Bacteria; Spirochaetales; Leptospiraceae; 


39662 


seropedicae strai 
Bacteria; 


39662 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


39662 


wiegelii strain R 
Bacteria; 


39662 


strain HQgoel 16S 


39662 


strain DM-2 16S r 


39662 


capsulatus strain 
Bacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 

Bacteria_16S 78489 78396 14 105 gi| 265679012 
in B331 16S ribosomal RNA, partial sequence 

eria; Proteobacteria; Deltaproteobacteria; Desul 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, 


16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 


Bacteroidetes; 


ia; 


Spirochaetes; 


n Z67 16S ribosomal RNA, 


Firmicutes; 


3968187 3968105 14 


3976910 3976828 14 


4193526 4193432 1 


Bacteroidia; 
4225281 4225175 1 


Firmicutes; 
16358 


Bacillales; 
16265 14 


64986 64893 14 


105879 105786 3 
Clostridia; 
113449 113356 14 
115048 114955 14 


195779 195686 14 


284225 284132 14 


95 


95 


94 


105 


105 


105 


95 


105 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


105 


ibosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


105 


105 


gi 


complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


gi 


complete sequence 


gi 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


gi 


DSM 5352 16S ribosomal RNA, partial sequence 
Salinicoccus. 


gi 


gi 


complete sequence 63592 


gi 


t8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


gi 


112043 11359 
Syntrophobacterales; 


gi 


113641 11518 
Syntrophobacterales; 


gi 


Texas 16S ribosomal RNA, partial sequence 19438 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 


gi 


219846261 
45905 39473 


219846260 
47368 39487 


219846247 


219846241 


39756 


219846080 
41921 


219846055 


265679053 


Leptospir 
265679021 


265678993 
10448 

Thermoa 

265678987 


Syntrop 
265678986 


Syntrop 
265678933 


265678871 


vibrioformis strain B54 16S ribosomal RNA, 
vibrioformis Bacteria; 


Desulfobacter. 


Proteobacteria; 


complete sequence 
Deltaproteobacteria; 


Desul 


39662 


strain AS130 16S 


39662 


strain PL7HG1 16S 


39662 


strain S-5623 16S 
Firmicutes; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


355608 355515 14 


384156 384063 14 


473456 473383 14 


477884 477791 14 


G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


39662 


lusitanum strain 
Bacteria; 


39662 


postgatei strain 
Bacteria; 


39662 


gasicomitatum str 
gasicomitatum LMG 


39662 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


39662 


Bacteria_16S 


Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
Bacteria_16S 779691 779598 14 105 gi| 265678526 
2ac9 16S ribosomal RNA, partial sequence 71827 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ia; 


P6-12 16S ribosomal RNA, 


Rhodobacterales; 
739343 739250 14 


Proteobacteria; Deltaproteobacteria; 


857374 857301 14 


Firmicutes; 
871166 871073 14 


906027 905934 3 


105 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 


105 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


86 


ribosomal RNA, partial sequence 
Lactobacillales; Weissella. 


105 


476563 478023 Parac 
Rhodobacteraceae; 


105 


86 


Lactobacillales; 


105 


95 


gi 


354284 35569 


gi 


382807 38428 


gi 


472041 47353 


gi 


gi 


complete sequence 73794 


Desulfobacterales; 


gi 


ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; 


gi 


in B0O71 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


gi 


265678820 


265678799 


265678736 


265678733 


Paracoccu 
265678555 


265678474 
sequence 
Le 
265678465 


Rhizo 


ref|NR_025851.1 
17 Acidiphilium 


ref|NR_025850.1 
80 Acidiphilium 


ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025831.1 
07 3977021 Mycopl 
ref|NR_025670.1 
Bacteroides. 
ref|NR_025645.1 

4223876 422538 


ref|NR_029361.1 
e 15032 16427 
a. 
ref|NR_029329.1 

65117 Herbas 
alobacteraceae; 
ref|NR_029320.1 

77090 78536 
fobacterales; De 


ref |NR_029301.1 
6 105949 Thermo 
naerobacteraceae 
ref |NR_029295.1 


haceae; Syntroph 
ref|NR_029294.1 


haceae; Syntroph 
ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref|NR_029177.1 

282818 284333 
fobacterales; De 
ref|NR_029125.1 
ae; 
ref 


Rhodoplanes. 
NR_029104.1 


ae; 
ref 


Bradyrhizobi 
NR_029041.1 


ref|NR_029038.1 
occus yeei Bacte 
s. 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref|NR_028777.1 

855982 857475 
uconostoc. 
ref |NR_028768.1 

869838 871263 
biales; Bradyrhi 


265678441 


Acidiphilium cryptum 


cryptum Bacteria; 
Acetobacteraceae; Acidiphi 


lium. 
Acidiphilium angustum 


angustum Bacteria; 
Acetobacteraceae; Acidiphilium. 


Mesorhizobium loti 
loti Bacteria; 
um. 

Mycoplana bullata 
ana bullata Bacteria; 


Bacteroides capillosus 


39 4193621 Bacteroides capillosus 
Bacteroidaceae; 


Salinicoccus 
3 Salinicoccus 


Leptospira interrogans 
Leptospira interrogans 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Desulfospira 
Desulfospira 
sulfobacteraceae; 


Thermoanaerobacter 

anaerobacter wiegelii 

; Thermoanaerobacter. 
Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Methylococcus 
ococcus capsulatus 
Methylococcus. 
Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Weissella koreensis 


7 Weissella koreensis Bacteria; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Leuconostoc 
Leuconostoc 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


ref |NR_028743.1 


Thermoanaerobacter 


siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 


39662 


Proteobacteria; 
39662 


Desulfonema. 
39662 


halotolerans stra 
halotolerans Bact 


39662 


Lactobacillales; 
39662 
brockii subsp. br 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 
39662 
paracasei subsp. 
paracasei subsp. 
39662 
phosphitoxidans s 


phosphitoxidans Bacteria; Proteobacteria; Deltaproteoba 
Desulfotignum. 
39662 Bacteria_16S 1681561 1681468 15 105 gi 


mediatlanticus st 
mediatlanticus Ba 
39662 
CIP 106764 16S ri 
Firmicutes; Lacto 
39662 
strain ET-5b 16S 
Firmicutes; Bacil 
39662 
frisingense strai 
frisingense Bacte 
Herbaspirillum. 
39662 
phenolica strain 
Bacteria; Proteob 
39662 
strain IH003 16S 
Firmicutes; Lacto 
39662 
strain DSM5578 16 
Firmicutes; Lacto 
39662 
strain IH25 16S r 
Firmicutes; Lacto 
39662 
peptonophila stra 
peptonophila Bact 
39662 
huttiense strain 
huttiense Bacteri 
Herbaspirillum. 
39662 
sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 
39662 
pantotrophus stra 
pantotrophus Bact 
Paracoccus. 

39662 
denitrificans str 
denitrificans Bac 
Paracoccus. 

39662 
halotolerans DSM 
Bacteria; Proteob 
39662 
brockii subsp. 


Bacteria_16S 
strain 7-2 16S ri 
B 
Bacteria_16S 
ishimotonii strai 
ishimotonii Bacte 
Bacteria_16S 
Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1036639 1036546 14 105 
bosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Ox 
1270950 1270857 1 93 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


gi 


1287294 1287189 2 105 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1288875 1288802 14 86 gi 


Weissella. 

1314490 1314397 3 95 gi 
ockii strain HTD4 16S ribosomal RNA, 
rales; Thermoanaerobacteraceae; Thermo 
1510092 1510019 14 86 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1517556 1517463 14 105 gi 
train FiPS3 16S ribosomal RNA, partial 


rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1904026 1903937 8 95 gi 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
1969164 1969071 3 95 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
1971941 1971848 14 105 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


1976620 1976527 14 105 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
2177836 2177763 14 86 gi 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2419307 2419234 14 86 

S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420862 2420789 14 86 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2452635 2452550 9 93 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2868729 2868636 14 105 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


gi 


gi 


3084575 3084482 3 95 gi 
ain L-64 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
ts 

3086009 3085916 14 105 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


3087454 3087361 14 105 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


3112899 3112806 14 105 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 


1035238 10367 


1287447 1289004 Weiss 


A, 


1902626 19040 


1967755 196 


2176454 21779 


2417916 24194 


2419471 24209 


ti 


qu 


ue 
er 


ne 
ac 


265678354 


alobactera 
219846400 
sequence 

ia; Desulf 


219846053 
sequence 
coccus. 

219846052 


228718892 
partial se 


anaerobact 
219846290 
partial 
acillales; 
219873435 
sequence 
cteria; De 


219878421 
uence 

i; Thermal 
219878261 


219878216 
91 
edis; Ther 
219878214 
uence 

a; Burkhol 
219878211 
ce 19752 
acterales; 
219857615 


219857447 


219857446 


219857418 
1 sequence 
nomyceta 
219856879 
sequence 

Burkholde 


219846866 
ence 

naerobacte 
219846865 
al sequenc 
ria; Rhodo 


219846864 
nce 
ia; Rhod 
219846847 
e 31115 
terales; 


3883744 3883651 3 95 gi 


ref|NR_028656.1 


ceae; Herbaspir 
ref|NR_025991.1 

1269526 127096 
obacterales; De 


ref |NR_025643.1 
1285891 128739 


ref 
ella 


NR_025642.1 
soli Bacte 


ref 
quen 


NR_027577.1 
ce 131309 


er. 
ref 
seq 


NR_025880.1 
uence 150868 
Lactobacillace 
ref|NR_025194.1 

1516159 151759 
sulfobacterales; 
ref|NR_025560.1 

1680196 168167 
Thermaceae; 
NR_025400.1 


es; 
ref 


ref|NR_025355.1 
micanus. 
ref|NR_025353.1 

1970584 197204 
deriales; Oxalo 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025204.1 


ref|NR_025035.1 


ref |NR_025034.1 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref |NR_024698.1 
2867356 286884 
riales; Oxalobac 


NR_026458.1 
3083185 308466 
rales; Thermoan 


ref|NR_026457.1 
e 3084717 308611 
bacterales; Rho 


NR_026456.1 
5 
terales; ° 
ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 


219846307 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 


ref|NR_025897.1 
388233 


s 


r 


a 


b 


a 


d 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
i 


llum. 
Desulfonema 

5 Desulfonema 

ulfobacteraceae; 


Jeotgalicoccus 
6 Jeotgalicoccus 


Weissella soli strain 
ia; Firmicutes; 


Thermoanaerobacter 
4 1314606 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Seinonella 
3 Seinonella 
Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Thermoanaerobacter 
8 3883860 


Thermoanaerobacter brockii subsp. 


Thermoanaerobacte 
39662 
thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 

39662 
strain DM-82 16S 


39662 
strain SS 1019 16 
Firmicutes; Lacto 
39662 
brennaborense str 
brennaborense Bac 
39662 
strain F 16S ribo 
Clostridia; Clost 
39662 
pentosovorans str 
pentosovorans Bac 
39662 
strain B7-43 16S 
Proteobacteria; 

39662 
strain F12 16S ri 
Firmicutes; Bacil 
39662 
strain V2-BIII-A2 
Firmicutes; Bacil 
39662 
strain LMG 18819 
Proteobacteria; 

39662 
strain LMG 18106 
Proteobacteria; 

39662 
strain LMG 16407 
Proteobacteria; 

39662 
1139 16S ribosoma 
Bacillales; Bacil 
39662 
iheyensis HTE831 

Bacteria; Firmicu 
39662 
strain UR/MT95 16 
Proteobacteria; B 
39662 
strain LMG 21880 

Firmicutes; Bacil 
39662 
strain 6AG 16S ri 
Firmicutes; Bacil 
39662 
strain LMG 18422 

Firmicutes; Bacil 
39662 
decolorationis st 
decolorationis Ba 
39662 
strain DSM 497 16 
Firmicutes; Bacil 
39662 
strain SW-72 16S 

Firmicutes; Bacil 


D 


B 


B 


B 


39662 Bacteria_16S 
strain BD-87 16S 
Firmicutes; Bacil 
39662 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


rales; Thermoanaerobacteraceae; 
3937058 3936965 14 105 gi 
in THI 011 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


3938492 3938399 14 105 
ribosomal RNA, partial sequence 


gi 


31761 31673 8 95 

S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 

36193 36101 14 104 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; S 
84456 84372 14 97 gi 
somal RNA, partial sequence 83062 
ridiales; 
87483 


gi 


87399 14 97 gi 


Clostri 
gi 


teria; Firmicutes; Clostridia; 
363126 363034 4 95 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
424301 424213 8 95 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
586257 586169 8 95 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
893622 893542 14 93 gi 
etaproteobacteria; Burkholderiales; Bu 
895157 895077 14 93 gi 


etaproteobacteria; Burkholderiales; Bu 
896692 896612 14 93 gi 


etaproteobacteria; Burkholderiales; Bu 
1087949 1087861 8 95 gi 
1 RNA, complete sequence 
laceae; Bacillus. 
1156007 1155919 8 95 gi 
Oceanoba 
gi 


tes; Bacillales; Bacillaceae; 
1267822 1267742 14 93 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1631283 1631195 8 95 gi 
lales; Bacillaceae; Bacillus. 
1689120 1689032 8 95 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1753299 1753211 8 95 


gi 


gi 
lales; Bacillaceae; Bacillus. 


1803186 1803098 8 95 gi 


rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1843028 1842940 8 95 gi 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2095995 2095907 8 95 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2426984 2426896 8 95 
ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
2712984 2712902 14 95 gi 


gi 


gi 


finnii Bacteria; 


3937190 39385 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 
30363 


84529 
Ruminococcaceae; Anaerofilum. 
ain Fae 16S ribosomal RNA, partial seq 


361716 36321 


422881 42442 


16S ribosomal RNA, partial sequence 892248 89373 


16S ribosomal RNA, partial sequence 893783 89526 


16S ribosomal RNA, partial sequence 895318 89680 


1086532 1088056 Bacil 


16S ribosomal RNA, partial sequence 1154576 11561 


1266430 12679 


16S ribosomal RNA, partial sequence 1629885 16313 


1687712 16892 


16S ribosomal RNA, partial sequence 1751903 17534 


1841624 18431 


2094597 20961 


2425586 24269 


219846268 
sequence 
ria; Rhodo 


219846267 


hodobacter 
265679043 
31864 


265679040 
equence 
pirochaeta 

265679007 
Anaer 


265679005 
uence 


diales; Ru 
265678813 


; Desulfov 
265678772 


265678662 
58488 
265678449 


rkholderia 
265678448 


rkholderia 
265678447 


rkholderia 
265678318 


253680753 


cillus. 
219846423 


alobactera 
219878456 
219878415 


219878372 


219878334 
ial sequen 
aceae; Bac 
219878307 


219878125 


219857441 


Firmicutes; 
Thermoanaerobacter. 


Clostridia; 


ref|NR_025858.1] Paracoccus 
3935756 3937139 Paracoccus 
bacterales; Rhodobacteraceae; 
ref|NR_025857.1| Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 
aceae; Paracoccus. 
ref|NR_029351.1| Facklamia sourekii 
Facklamia sourekii Bacteria; 
ref|NR_029348.1] Treponema 
34837 36333 Treponema 
ceae; Treponema. 
ref|NR_029315.1| Anaerofilum agile 
ofilum agile Bacteria; Firmicutes; 
ref |NR_029313.1| Anaerofilum 
86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_029118.1| Desulfovibrio putealis 


3 Desulfovibrio 
ibrionaceae; Desulfovibrio. 
ref|NR_029077.1| Bacillus algicola 
5 Bacillus algicola Bacteria; 


putealis Bacteria; 


Bacillus barbaricus 
us barbaricus Bacteria; 


ref|NR_028967.1 
8 586308 Bacill 


ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 

ceae; Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 

ceae; Pandoraea. 
ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 

ceae; Pandoraea. 
ref|NR_028620.1 
lus akibai Bacte 


Bacillus akibai strain 
ria; Firmicutes; 


ref|NR_028001.1| Oceanobacillus 
00 Oceanobacillus iheyensis HTE831 


ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 

ceae; Massilia. 

ref|NR_025595.1| Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


ref|NR_025554.1| Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


ref|NR_025473.1| Bacillus 

ce 1801788 1803290 Bacillus 

illus. 

ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


219857180 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ref|NR_024808.1| Bacillus vietnamensis 


2711598 2712985 Bacillus vietnamensis Bacteria; 


39662 


pomorum strain 3A 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 


39662 


strain AM31D 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 


39662 


strain GTC 854 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2723573 2723485 8 


2726666 2726578 8 


Bacillaceae; 
2769918 2769830 8 


Bacillaceae; 
2875055 2874967 8 


95 


95 


Bacillus. 


95 


Bacillus. 


95 


gi| 219857173 


gi]219857170 
gi|219857138 


gi| 219856875 


naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 


39662 


strain STR Tl 16S 
Firmicutes; 


39662 


strain JaH 16S ri 
Firmicutes; 


39662 


thermoruber strai 
Bacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Lactobacillales; 


Bacillales; 


SPS-17 16S riboso 
Thermus; Deinoco 


2964631 2964543 8 


2984500 2984412 8 


Bacillaceae; 
3002836 3002748 8 


Bacillales; 
3019322 3019238 15 


mal RNA, partial sequence 


95 


ribosomal RNA, partial sequence 
Streptococcaceae; 


95 


bosomal RNA, partial sequence 
Bacillus. 


95 


n BT2 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


97 


gi| 219856814 


gi| 219846934 


2963222 2964720 Streptococcus 
Streptococcus. 


ref|NR_024801.1| Alicyclobacillus 


2722161 2723688 Alicyclobacillus pomorum 
Alicyclobacillus. 


ref|NR_024798.1| Bacillus krulwichiae 


2725265 2726771 Bacillus krulwichiae Bacteria; 


ref|NR_024766.1| Bacillus okuhidensis 


2768556 2770007 Bacillus okuhidensis Bacteria; 


ref|NR_024694.1| Pullulanibacillus 
2873633 2875172 Pullulanibacillus 


ref|NR_024633.1| Streptococcus canis 
canis Bacteria; 
ref|NR_026526.1| Bacillus vedderi 


2983106 2984583 Bacillus vedderi Bacteria; 


gi|219846922|ref|NR_026514.1| Brevibacillus 

3001433 3002946 Brevibacillus thermoruber 
Brevibacillus. 
gi|219846911|ref|NR_026503.1| Thermus oshimai strain 


3017969 3019430 Thermus oshimai Bacteria; 


cci; Thermales; Thermaceae; Thermus. 


39662 


strain M-29c 16S 
Firmicutes; 


39662 


strain M1832/95/2 
Bacteria; 


39662 


strain 1607-97 16 
Firmicutes; 


39662 


700631 16S riboso 
Lactobacillales; 


39662 


strain GY-1 16S r 


Bacteria_16S 
Bacteria_16S 
Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Deinococcus-Thermus; 


39662 


mathranii strain 
Bacteria; 


39662 


chliarophilus str 
chliarophilus Bac 


39662 


pseudalcaliphilus 
pseudalcaliphilus 


39662 


Bacteria_16S 
Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Lactobacillales; 


teria; 


3039141 3039053 8 


3049839 3049751 8 


Lactobacillales; Aerococcaceae; Eremococcus. 


3091969 3091881 8 


3101000 3100912 8 


mal RNA, partial sequence 
Aerococcaceae; 


3139899 3139807 16 


3174959 3174871 8 


Clostridia; 
3390563 3390471 16 


3535415 3535327 8 


Firmicutes; 
3540109 3540021 8 


Thermales; 


95 


ribosomal RNA, partial sequence 
Enterococcaceae; 


95 


16S ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Facklamia. 


Vagococcus. 


gi|219846897 
3037737 30392 


219846889 
30484 


gi 


Deinococcus- 


ref|NR_026489.1| Vagococcus fluvialis 
05 Vagococcus fluvialis Bacteria; 


ref|NR_026481.1| Eremococcus coleocola 
54 3049838 Eremococcus coleocola 


95 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Ignavigranum. 
95 gi| 219846855 |ref|NR_026447.1| Facklamia ignava ATCC 
3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
105 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 


ibosomal RNA, partial sequence 
Deinococci; 


95 


A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


105 


95 


Bacillal 
95 


Thermaceae; 


Deinococci; 


3138565 31400 


219846805 
31735 


gi 


gi|219846652 


ain ATCC 700543 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


gi| 219846553 


DSM 8725 16S ribosomal RNA, partial sequence 
Bacteria; 


Bacillaceae; 
gi| 219846550 


es; 


strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 35402 


Firmicutes; 


39662 


strain DSM 8720 16S ribosomal RNA, 


Firmicutes; Bacillales; 


39662 


Bacteria _16S 


Bacteria_16S 


Bacillales; 


Bacillaceae; 
3541681 3541593 8 


Bacillaceae; 
3543236 3543148 8 


Bacillus. 


95 


95 


gi|219846549 


complete sequence 3540266 35417 
Bacillus. 


gi|219846548 


strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 35433 


Firmicutes; 


39662 


Bacteria 16S 


Bacillales; 


Bacillaceae; 
3544792 3544704 8 


Bacillus. 


strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 35448 


Firmicutes; 


39662 


strain NCIMB 629 
Firmicutes; 


39662 


thermocopriae str 
thermocopriae Bac 


Bacteria_16S 


Bacteria_16S 


Thermoanaerobacter. 


39662 


laevolacticus str 
laevolacticus Bac 


39662 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


teria; 


Bacillaceae; 
3610386 3610298 8 


Planococcaceae; 
3882166 3882078 8 


Firmicutes; 


3959157 3959069 8 


ain M-8 16S ribosomal RNA, 
teria; 


Firmicutes; 
3971135 3971055 16 


95 


95 


16S ribosomal RNA, partial sequence 3608971 36104 
Bacillales; 


95 gi| 219846547 
Bacillus. 
95 gi|219846499 
Planococcus. 
95 gi| 219846308 


ain JT-3 16S ribosomal RNA, partial sequence 
Clostridia; 


Thermoanaerobacte 


gi|219846253 


complete sequence 
Bacillales; 


Sporolactobacilla 
gi| 219846245 


Meiothermus. 


Thermoanaerobacteraceae; 


Thermales; Thermaceae; 


00 Meiothermus cerbereus Bacteria; 


ref|NR_026397.1| Thermoanaerobacter 
65 3175071 Thermoanaerobacter mathranii 
Thermoanaerobacter. 
NR_026244.1| Meiothermus 
3389244 3390664 Meiothermus 

Meiothermus. 
ref|NR_026145.1| Bacillus 

3534017 3535534 Bacillus 
Bacillus. 
ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


ref 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


ref|NR_025898.1| Thermoanaerobacter 
3880766 3882287 Thermoanaerobacter 
rales; Thermoanaerobacteraceae; 


ref |NR_025843.1| Sporolactobacillus 
3957761 3959244 Sporolactobacillus 
ceae; Sporolactobacillus. 
ref|NR_025835.1| Rhodothalassium 


salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 


39662 
Firmicutes; Bacil 
39662 
strain 1843-02 16 
Firmicutes; 
39662 


Bacillales; Bacil 


Bacteria_1 
strain PAT 05 16S 


Bacteria_16S 
Lactobacillales; 


Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


6S 4103184 4103096 8 95 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4172120 4172032 8 95 

S ribosomal RNA, partial sequence 
Enterococcaceae; 
4222294 4222206 8 


gi 


gi 


95 gi 


laceae; Anaerobacillus. 


4101786 41031 


4170715 41722 
Vagococcu 


4220889 4222400 Bacil 


39662 


Bacteria_16S 346877 346790 9 95 


strain 39 16S ribosomal RNA, partial sequence 


Firmicutes; 


39662 


Bacillales; Paenibacillaceae; 


Bacteria_16S 348346 348259 9 95 


borstelensis strain Logan B4029 16S ribosomal RNA, part 
Bacillales; 


borstelensis Bacteria; 
39662 Bacteria_16S 


Firmicutes; 
848446 848353 14 


kondratievae strain GB 16S ribosomal RNA, partial sequence 


Bacteria; 


39662 Bacteria_16S 863544 863453 16 


gi 


345474 34689 
Brevibacillus. 


gi 


Paenibac 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


gi 


strain W1219 16S 


Firmicutes; Erysi 


39662 Bacteria_16S 1255740 1255653 9 95 gi|219857194 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 

limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; B 
39662 Bacteria_16S 1741129 1741022 1 105 gi| 219878380 


strain DSM 44494 


39662 
saxobsidens strai 


ribosomal RNA, partial sequence 


1789412 1789305 1 105 


gi 


saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 
39662 
strain DSM 20285 
Firmicutes; 
39662 


Bacteria_16S 


1918913 1918834 14 92 gi 


Lactobacillaceae; 


2040762 2040663 8 105 gi 


paucivorans strain 2992-95 16S ribosomal RNA, partial s 


paucivorans Bacteria; 


39662 


Firmicutes; 


2253614 2253507 1 105 


862181 86365 
pelotrichi; Erysipelotrichales; Erysipelotrichac 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


Streptosporang 


n BC448 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillales; 
Bacteria_16S 


Pediococcu 


Lactobacillales; Aerococcaceae; 


Bacteria_16S 


strain KS9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


39662 


Bacteria_16S 2340096 2340001 1 95 


gi 


2252243 22536 
Streptosporang 


gi 


sulfidophilum strain BR4 16S ribosomal RNA, 
sulfidophilum Bacteria; 
Bacteria_16S 


39662 


Firmicutes; Clostridia; 


2344653 2344546 1 105 gi 


singaporensis strain IM 7744 16S ribosomal RNA, partial 


singaporensis Bac 
Nocardioidaceae; 

39662 
aminophilus strai 


aminophilus Bacteria; 


Desulfovibrio. 
39662 


Bacteria_16S 


Bacteria_16S 


Actinopolymorpha. 


2574838 2574747 5 95 


gi 
Proteobacteria; 


3011773 3011666 1 105 


gi 


multiseptatus strain AA826 16S ribosomal RNA, partial s 


complete sequence 
Clostridi 


teria; Actinobacteria; Actinobacteridae; 


n ALA-3 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


219846151 


219846099 


s. 
219846060 


265678827 


265678826 
ial sequen 
illaceae; 

265678481 
84713 
R 
265678470 


219878343 
Actinomyc 
219878249 
Ss. 
219878168 


equence 


219857564 


219857502 
ales; He 


219857498 
sequence 


219857285 


219846916 
equence 


ref 


NR_025741.1 


87 Bacillus patagoniensis Bacteria; 


ref 


NR_025689.1 


27 Vagococcus carniphilus Bacteria; 


ref 
lus 


ref 


2 Brevibacillus 


ref 


ce 346943 34836 
Brevibacillus. 


ref 


2 848491 Parac 
hodobacteraceae 


ref 


NR_025650.1 
NR_029132.1 
NR_029131.1 
1 


NR_028784.1 


NR_028773.1 


macyae Bacte 


ria; Firmicutes; 


Bacillus patagoniensis 


Vagococcus carniphilus 


Bacillus macyae strain 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 


° 
i 


Brevibacillus 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


eae; 


ref 


1254345 12558 
revibacillus. 


ref 


Bulleidia. 
NR_024822.1 
4 


NR_025519.1 


Brevibacillus 
5 Brevibacillus 


36 Nocardiopsis halophila Bacteria; 


inea 


ref 


NR_025482.1 


1788037 178951 


etales; 


ref 


NR_025388.1 


e; Nocardiop 


Frankine 


Blastococcus 
9 Blastococcus 


34 Pediococcus inopinatus Bacteria; 


2039358 20408 
Dolosicoccus. 


NR_025307.1 
6 


Dolosicoccus 
7 Dolosicoccus 


Nocardiopsis halophila 


saceae; Nocardiopsis. 


ae; Geodermatophilaceae; 


Pediococcus inopinatus 


ref|NR_025152.1| Nocardiopsis composta 
96 Nocardiopsis composta Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 


ref 


2338702 23402 
liobacteriaceae; 


ref 


2343294 23447 
Actinomycetales; Propio 


ref 


2573428 25749 
Desulfovibrionales; 


ref 


3010413 30118 


NR_025090.1 
1 


NR_025086.1 
3 


NR_024916.1 
5 
De 


NR_026508.1 
9 


Heliobacterium 


4 Heliobacterium 
Heliobacterium. 
Actinopolymorpha 

5 Actinopolymorpha 

nibacterineae; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Modestobacter 
4 Modestobacter 
neae; 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


84 Heliobacterium chlorum Bacteria; 


multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Franki 
Geodermatophilaceae; Modestobacter. 

39662 Bacteria_16S 3581155 3581073 14 95 gi|219846522|ref|NR_026114.1 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 358126 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales 
Roseococcus. 

39662 Bacteria_16S 3830563 3830468 1 95 gi|219846342|ref|NR_025932.1 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 38306 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

39662 Bacteria_16S 3841018 3840911 1 105 gi|219846335|ref|NR_025925.1 


aggregatus strain 


Blastococcus. 
39662 


39662 


Bacteria_16S 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 


Bacteria_16S 


B15 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


25646 25564 14 95 


gi 


38396 


265679047 


32 3841072 Blasto 


Frankineae; 


ref 


24277 
lostridiaceae; 


methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; C 
91914 91832 14 95 gi| 265679002 
ribosomal RNA, partial sequence 90540 92000 


strain Z-7937 16S 


Firmicutes; Clost 


ridia; Halanaerobiales; 


ref 


Geoderma 


NR_029355.1 
25711 
c 
NR_029310.1 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Clostridium 
Clostridium 
lostridium. 


Natroniella acetigena Bacteria; 


Halobacteroidaceae; Natroniella. 


Heliobacterium chlorum 


Natroniella acetigena 


39662 Bacteria_16S 142472 142374 9 105 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

39662 Bacteria_16S 185051 184969 14 95 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 263004 262906 9 105 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

39662 Bacteria_16S 267572 267490 14 95 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

39662 Bacteria_16S 285780 285682 9 105 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
39662 Bacteria_16S 345312 345230 14 95 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

39662 Bacteria_16S 364562 364480 14 95 gi|265678812|ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
39662 Bacteria_16S 374996 374890 1 105 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

39662 Bacteria_16S 413540 413458 14 95 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

39662 Bacteria_16S 436737 436631 1 105 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

39662 Bacteria_16S 563745 563663 14 95 gi|265678677|ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 


albertensis Bacte 


Acidithiobacillus. 
Bacteria_16S 


39662 
seriniphilus stra 
seriniphilus Bact 
Paracoccus. 

39662 
satelles strain V 
satelles Bacteria 
39662 
satsumensis strai 
satsumensis Bacte 
39662 
strain M 6 A9 16S 
Firmicutes; Lacto 
39662 
strain Ter6 16S r 
Proteobacteria; B 
39662 
paucivorans strai 
Bacteria; Firmicu 
39662 
lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 
39662 Bacteria_16S 1305438 1305356 14 95 gi| 219846460 


owensensis OL 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


ria; Proteobacteria; 
584733 584651 14 95 gi 
in MBT-A4 16S ribosomal RNA, partial s 


784301 784219 14 
PI D143K-13 16S ribosomal 
Firmicutes; Clostridia; 
1033588 1033506 14 

n NRIC 0604 16S ribosomal 
ria; Firmicutes; Lactobacillales; 
1092591 1092509 14 95 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1146984 1146902 14 95 
ibosomal RNA, partial sequence 


95 gi 
RNA, partial 


a 

95 gi 
RNA, partial 
Lact 


gi 


Lactobac 
gi 


1237766 1237684 14 95 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1302327 1302245 14 95 gi 


ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 

39662 Bacteria_16S 1306930 1306848 14 95 gi|219846269 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Stark 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
39662 Bacteria_16S 1325346 1325264 14 95 gi|219878140 


Gammaproteobacter 


eria; Proteobacteria; Alphaproteobacte 


Clostridiale 


1091188 10926 


1145612 11470 
etaproteobacteria; Burkholderiales; Ox 
Bacteria_16S 


1304017 13055 


ia; Acidit 


265678663 
equence 
ria; Rhodo 


265678523 
sequence 
s; Lachnos 
265678356 
sequence 
obacillace 
265678315 


illus. 
253680759 


alobactera 
219878251 
ence 12363 
spiraceae; 
219846639 


hiobacillales; Acidithiobacillaceae; 
ref|NR_028968.1 
583422 584837 


bacterales; Rhod 


Paracoccus 
Paracoccus 
obacteraceae; 


Shuttleworthia 
Shuttleworthia 
eworthia. 

Lactobacillus 
0 Lactobacillus 
Ss. 

Lactobacillus algidus 
algidus Bacteria; 


ref |NR_028827.1 

782926 784381 
piraceae; Shuttl 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref|NR_028617.1 
88 Lactobacillus 


ref|NR_028007.1| Collimonas fungivorans 
64 Collimonas fungivorans Bacteria; 
ceae; Collimonas 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacterium. 

ref|NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


Parasporobacterium 
orobacterium paucivorans 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref 
eya 


NR_025859.1 
novella Bact 


Starkeya novella DSM 
eria; Proteobacteria; 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 


Family III. Incer 


tae Sedis; Caldicellulosiruptor. 


ref|NR_025279.1| Caldicellulosiruptor 
1323941 1325448 Caldicellulosiruptor 


39662 
bermudensis HTCC2 


HTCC2503 Bacteria; 


39662 
strain TH-23 16S 
Firmicutes; Bacil 
39662 
strain USDA 9030 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
Bacteria_16S 


39662 
paranensis strain 
paranensis Bacter 
Streptomycetaceae 
39662 
terrestris strain 
terrestris Bacter 
Streptomycetaceae 
39662 
gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 
39662 
strain CM243 16S 


39662 
stercoricanis str 
stercoricanis Bac 
39662 
margaritifer stra 
margaritifer Bact 
Tepidiphilus. 
39662 
echinoides strain 
echinoides Bacter 
39662 
paraplantarum str 
paraplantarum Bac 
39662 
anilini strain An 
Bacteria; Proteob 
39662 
strain ATCC 15257 
Bacteria; Proteob 
39662 
zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 

39662 
fructosus strain 
fructosus Bacteri 
39662 
ficulneus strain 
Bacteria; Firmicu 
39662 
strain SPS-1037 1 
Proteobacteria; B 
39662 
didelphis strain 
didelphis Bacteri 
39662 
strain Z 16S ribo 
Clostridia; Clost 
39662 
strain LSv514 16S 
Proteobacteria; D 
39662 
methoxybenzovoran 
methoxybenzovoran 
39662 
pelophilus strain 
pelophilus Bacter 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1391864 1391782 14 95 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1420516 1420428 8 95 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1504027 1503945 14 95 


e 
P 


v 


gi 


bi 
1556934 1556828 1 105 gi 
HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

Kitasatospora. 

1558428 1558322 1 105 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

Kitasatospora. 

1559922 1559816 1 105 gi 
HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1616127 1616045 14 95 

ribosomal RNA, partial sequence 


Ac 


, 


Ac 


v 


Ac 


, 


gi 


au 
1623750 1623668 14 95 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1687581 1687499 14 95 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 


eq 
ca & 


eq 
ia 


1704607 1704525 14 95 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1841481 1841399 14 95 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1979755 1979661 2 95 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2022604 2022522 14 95 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 
2159485 2159403 14 95 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


s 
a; 


al 
ct 


ac 


te 


Pp 
ob 


2250574 2250492 14 95 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Fructo 
2252099 2252017 14 95 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 

2411517 2411435 14 95 gi 


eq 
ba 


ce 


etaproteobacteria; Burkholderiales; Te 
2417775 2417701 8 81 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2515970 2515888 14 95 gi 


pi 


s 
oc 


ridiales; Clostridiaceae; Caloramator. 
2525074 2524976 9 105 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2573248 2573166 14 95 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2647101 2647019 14 95 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 


D 


1 
os 


ue 


’ 


39662 
cineracea strain 


Bacteria_16S 


228716336 
224581445 
1419106 14206 


219846475 
16S ribosomal RNA, partial sequence 1502684 15041 


219846194 
eq 


219846193 
eq 


219846192 
eq 


219878466 
1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


Bacteria_16S 219878461 


219878417 


219878405 


219878308 


219878209 


219878181 


219857629 


219857566 


219857565 


219857453 
6S ribosomal RNA, partial sequence 2410156 24116 
219857448 
219857367 


somal RNA, partial sequence 2514611 2516064 Calor 


219857361 
2523668 25251 


219857286 


219857227 


13905 
arvularc 


aceae; R 


uence 


tinomyce 


uence 
tinomyce 


uence 
tinomyce 


lobacter 


uence 
a; Burkh 


uence 
Hydrog 


’ 


equence 
Rhizobi 


sequenc 
obacilla 


19783 
terales; 


20212 
rales; C 


artial s 
acteria; 
uence 


cillus. 


22507 


dimonas. 


equence 
occaceae 


esulfobu 


sequence 
tridiale 


nce 
Rhodocyc 


2843944 2843838 1 105 gi 
SK-3255 16S ribosomal RNA, complete sequ 


219856895 


ref|NR_027550.1 
41 1391995 Parvul 


Parvularcula 
arcula bermudensis 
ulales; Parvularculaceae; Parvularcula. 
ref|NR_027227.1| Bacillus infernus 
13 Bacillus infernus Bacteria; 


ref|NR_026067.1| Rhizobium tropici 
57 Rhizobium tropici Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025784.1| Kitasatospora 

1555586 1557031 Kitasatospora 
tales; Streptomycineae; 


ref|NR_025783.1 
1557082 155852 
tales; Streptomy 


Kitasatospora 
5 Kitasatospora 
cineae; 


ref|NR_025782.1 
1558576 156000 
tales; Streptomy 


Kitasatospora 
4 Kitasatospora 
cineae; 


ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
aceae; Woodsholea. 
ref|NR_025600.1] Sutterella 

1622384 1623838 Sutterella 
olderiales; Alcaligenaceae; Sutterella. 
NR_025556.1| Tepidiphilus 
1686206 1687661 Tepidiphilus 
enophilales; Hydrogenophilaceae; 


ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025218.1 
equence 215819 
Rhodobacterales 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 

Lactobacillus 
3 Lactobacillus 
lus. 

Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


’ 


Fructobacillus 
7 Fructobacillus 


ref|NR_025154.1 
2249193 225066 


Fructobacillus 
bacillus ficulneus 


ref|NR_025153.1 
18 2252192 Fructo 


ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_024955.1 
amator coolhaasi 


Streptococcus 
5 Streptococcus 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 
ref|NR_024949.1| Desulfotalea arctica 
53 Desulfotalea arctica Bacteria; 
lbaceae; Desulfotalea. 
ref|NR_024917.1| Clostridium 
2571864 2573377 Clostridium 
s; Clostridiaceae; Clostridium. 
ref|NR_024855.1| Propionivibrio 
2645713 2647197 Propionivibrio 
lales; Rhodocyclaceae; Propionivibrio. 


ence 


ref|NR_024714.1| Kitasatospora 
2842551 2844065 Kitasatospora 


cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


39662 


Hydrogenophilus. 
39662 


Bacteria_16S 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 
thermoluteolus Bacteria; 


2919380 2919298 14 95 gi 


Proteobacteria; 


219856844 


Betaproteobacteria; 


ref |NR_024663.1 
2918000 291946 
Hydrogenophilales; 


ruminantium strai 


Bacteria_16S 


2922466 2922384 14 


ruminantium Bacteria; 
Bacteria_16S 


39662 
carotinifaciens s 


Paracoccus. 
39662 
strain IFO 13613 


39662 
caldus strain KU 
Proteobacteria; 

39662 
strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; 
Bacteria_16S 


39662 
immobile strain E 
Bacteria; 


39662 Bacteria_16S 3048298 3048212 8 93 gi|219846890|ref|NR_026482.1 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 304840 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
39662 Bacteria_16S 3055922 3055840 14 95 gi| 219846885 |ref|NR_026477.1 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 305602 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; 
Propionivibrio. 

39662 Bacteria_16S 3090524 3090446 18 95 gi|219846862|ref|NR_026454.1 


balaenopterae str 
balaenopterae Bac 
39662 
lividum strain DS 
Bacteria; Proteob 
39662 
agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 
Bacteria_16S 


39662 
strain LMG 2207 1 
Proteobacteria; B 
39662 
proteoclasticus s 
proteoclasticus B 
39662 
aggregatus strain 
aggregatus Bacter 
39662 
paracochleata str 
paracochleata Bac 
Streptomycetaceae 
39662 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 
39662 


95 


n GA195 16S ribosomal RNA, partial sequence 


gi| 219856842 


ref|NR_024661.1 
2921059 292256 


Streptomycineae; 


Hydrogenophilus 
0 Hydrogenophilus 


Hydrogenophilaceae; 


Eubacterium 
6 Eubacterium 


Eubacterium. 


Bacteria_16S 


Gammaproteobacteria; Acidithiobacillales; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; Clostridia; 
2926841 2926759 14 95 
train E-396 16S ribosomal RNA, 


gi 
complete 


2929874 2929792 14 95 gi 


2998162 2998080 14 95 gi 


3005856 3005774 14 95 gi 
6 16S ribosomal RNA, partial sequence 


3026846 3026764 14 95 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; 


ain M1975/96/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; Carn 
3222022 3221940 14 95 gi 
M 1522 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholderi 
3223541 3223459 14 95 gi 
train Wlr3 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Betaproteobacte 


3350902 3350820 14 95 gi 
etaproteobacteria; Burkholderiales; Burk 
3366392 3366310 14 95 gi 
train DSM 12679 16S ribosomal RNA, parti 
acteria; Firmicutes; Clostridia; Clostri 
3579687 3579605 14 95 gi 
IFAM 1003 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteria; 
3642045 3641939 1 105 gi 
ain M-13 16S ribosomal RNA, partial sequ 
teria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

3643577 36434711 105 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 


s 
A 


Clostridiales; 


219856837 
16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
Bacteria_16S 


lo 


Eubacteriaceae; 
219856839 
sequence 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


cystaceae; 
219846925 
16S ribosomal RNA, partial sequence 2996783 29982 


ref|NR_024658.1] Paracoccus 
2925520 2926971 Paracoccus 
Rhodobacteraceae; 


ref|NR_024656.1| Terasakiella pusilla 
56 Terasakiella pusilla Bacteria; 
Terasakiella. 
ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 


219846920 


219846906 


219846773 


219846772 


219846684 
6S ribosomal RNA, partial sequence 3349528 33510 
219846673 


219846523 


219846478 


219846477 


Acidithiobacillaceae; 
ref|NR_026512.1 
29 3005936 Methyl 
Methylosinus. 
ref |NR_026498.1 
3025510 3026975 Phenyl 
Caulobacteraceae; 


30045 


1 sequence 3089141 309052 
obacteriaceae; Granulica 
ref|NR_026365.1 
ce 3220651 3222119 Janthi 
ales; Oxalobacteraceae; 
ref |NR_026364.1 
3222170 322363 
Burkholderiales; 


quence 
ria; 
ref |NR_026276.1 
holderiaceae; Paucimonas 
ref |NR_026265.1 
al sequence 336503 
diales; Clostridiaceae; 
ref|NR_026115.1 
quence 3578376 357978 
Rhizobiales; Bradyrhizo 
ref |NR_026070.1 
ence 3640656 364213 
Actinomycetales; Strept 


ref|NR_026069.1 
equence 3642181 364366 
ctinomycetales; Streptom 


strain OS-3256 16 


39662 


palmitatis strain 
Bacteria; 


39662 


strain PS-1 16S r 
Proteobacteria; 


39662 


organovorum strain TFC 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3645109 3645003 1 


3774339 3774241 9 


3798513 3798431 14 


3944315 3944233 14 


105 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


105 


SDBY1 16S ribosomal RNA, partial sequence 37729 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


95 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pisciricketts 


95 


Streptomycinea 


gi|219846476 
3643713 36451 


gi| 219846382 


gi| 219846364 
3797117 37986 


gi| 219846263 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025955.1 


iaceae; Cyclocla 
ref|NR_025853.1 


Acidithiobacillus. 


Methylosinus sporium 
osinus sporium Bacteria; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Facklamia 
3 Facklamia 


Propionivibrio 
8 Propionivibrio 


Rhodocyclaceae; 


Granulicatella 

3 Granulicatella 
tella. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 


Oxalobacteraceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 
ycineae; 


Kitasatospora azatica 
azatica Bacteria; 

ceae; Kitasatospora. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 


Acidiphilium 


3942985 3944397 Acidiphilium organovorum 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


39662 Bacteria_16S 3974057 3973975 14 95 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

39662 Bacteria_16S 4060843 4060761 14 95 gi|219846180|ref|NR_025770.1]| Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
39662 Bacteria_16S 4082172 4082090 14 95 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

39662 Bacteria_16S 4101612 4101530 14 95 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

39662 Bacteria_16S 4122923 4122841 14 95 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

39662 Bacteria_16S 4135021 4134939 14 95 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

39662 Bacteria_16S 4220736 4220654 14 95 gi| 219846061 |ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 48220 48127 14 105 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

39662 Bacteria_16S 255597 255504 14 105 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

39662 Bacteria_16S 354149 354056 14 205 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

39662 Bacteria_16S 511812 511719 3 95 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

39662 Bacteria_16S 514784 514711 14 86 gi| 265678709 |ref|NR_029014.1| Lactobacillus rossiae 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

39662 Bacteria_16S 575784 575691 14 105 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

39662 Bacteria_16S 583267 583186 15 95 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 


strain LF13 16S r 
Caldithrix. 

39662 
strain Iso-46 16S 
Proteobacteria; G 
39662 
nivimaris strain 
Bacteria; Proteob 
39662 
proteolyticus str 
proteolyticus Bac 
Psychrobacter. 
39662 
strain 4N13 16S r 
Proteobacteria; G 
39662 
strain 9A01 16S r 
Proteobacteria; G 
39662 
strain 4B02 16S r 
Proteobacteria; G 
39662 
tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 
39662 
strain B2 16S rib 
Proteobacteria; G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 


587759 587666 14 105 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
613530 613437 14 105 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
656012 655919 14 105 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


gi 


746766 746673 14 105 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
748141 748048 14 105 gi 


gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
750891 750798 14 105 gi 
in 7N16 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 
753641 753548 14 


105 gi 


39662 
subterraneus stra 


Bacteria_16S 


581868 58337 


586359 58785 


745469 74679 


ibosomal RNA, partial sequence 746844 74816 
ammaproteobacteria; Pseudomonadales; Moraxellace 
749516 749423 14 105 gi| 265678547 


748219 74954 


265678661 


oraxellace 
265678643 
ence 61213 
nadales; M 
265678613 
uence 
eria; Pseu 
265678549 


oraxellace 
265678548 


oraxellace 
265678546 
uence 
ria; Pseud 


265678544 


in C21 16S ribosomal RNA, complete seq 


osomal RNA, partial sequence 752344 75366 
ammaproteobacteria; Pseudomonadales; Moraxellace 
802711 802626 9 93 gi| 265678511 


ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref|NR_028918.1 

654656 656081 
domonadales; Mor 


ref |NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028850.1 

749594 750918 
omonadales; Mora 


ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 


uence 


1 Caldithrix abyssi Bacteria; 


Psychrobacter faecalis 
faecalis Bacteria; 

re. 

Psychrobacter 

obacter nivimaris 
ychrobacter. 
Psychrobacter 
Psychrobacter 
axellaceae; 


Acinetobacter tandoii 
tandoii Bacteria; 

ry 

Acinetobacter gerneri 
gerneri Bacteria; 

rs 

Acinetobacter bouvetii 
bouvetii Bacteria; 

r. 

Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter baylyi 
baylyi Bacteria; 
rs 


ref|NR_028814.1 
801287 802838 


Thermaerobacter 
Thermaerobacter 


subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 
39662 


Rhodopseudomonas. 
39662 


Firmicutes; 
39662 


Proteobacteria; 
39662 


39662 


psychrophilus str 
psychrophilus Bac 
Bacteria_16S 
hamburgensis stra 
Proteob 
Bacteria_16S 


39662 


Bacteria; 
39662 
maritimus strain 
Bacteria; 
39662 


Proteobacteria; 
39662 


pacificensis stra 
pacificensis Bact 


Psychrobacter. 
39662 


Bacteria; 
39662 


galactosidilyticu 
galactosidilyticu 
Bacteria_16S 
strain NF1l1 16S r 
G 
Bacteria_16S 
strain NF23 16S r 
G 
Bacteria_16S 


39662 


Proteobacteria; 
39662 


Proteobacteria; 
39662 
marincola strain 
marincola Bacteri 
39662 
submarinus strain 
submarinus Bacter 
39662 
denitrificans str 
denitrificans Bac 
Sterolibacterium. 
39662 
strain LUH4616 16 
Proteobacteria; G 
39662 
strain LUH 3792Ty 
Bacteria; Proteob 
39662 
strain TMW 1.666 

Bacteria; Firmicu 
39662 
ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 
39662 
strain 81H-380. 
Proteobacteria; 


1 
G 


Bacteria_16S 
rhenobacensis str 
rhenobacensis Bac 


Bacteria_16S 
strain Kx146A4 16 
Lacto 
Bacteria_16S 
C91 16S ribosomal 
B 
Bacteria_16S 
pacificum DSM 126 
DSM 12653 Bacteri 
Carboxydibrachium. 
Bacteria_16S 


Proteob 
Bacteria_16S 
strain R7 16S rib 
G 
Bacteria_16S 


Bacteria_16S 
faecalis strain g 
Proteob 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1057951 1057858 14 105 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1124375 1124302 14 86 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1180299 1180226 14 86 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1195423 1195330 3 95 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


gi 


Lactobac 
gi 


1285737 1285632 2 105 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1366205 1366112 14 105 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1423608 1423515 14 105 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1446768 1446675 14 105 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1470864 1470771 14 105 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1 


1573360 1573267 14 105 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1652586 1652497 8 95 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1722890 1722797 14 105 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 
1724431 1724338 14 105 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 
1826277 1826184 14 105 gi 
KMM 277 16S ribosomal RNA, partial seque 
a; Proteobacteria; Gammaproteobacteria; 
1827755 1827662 14 105 gi 

KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1836770 1836697 14 86 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


le 


pa 
ci 


qu 
a; 


e 
ri 


1873394 1873301 14 105 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1914214 1914121 14 105 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1944832 1944759 14 86 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
1987596 1987503 14 105 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 

2003009 2002916 14 


gi 


or 


na 


, 

se 
ia 
105 gi 


ammaproteobacteria; Enterobacteriales; E 


39662 


Bacteria_16S 


265678339 
al sequenc 
eria; 


224581425 
1122944 11244 
illus. 

228717704 
1178919 1180416 Nitro 
itrosomona 
228715634 


219846054 
sequence 
icoccus. 
228719040 
ence 13648 
Brady 
224581443 
ence 14222 
nadales; 
224581423 
1445391 14468 
oraxellace 
224581406 


les; 


ria; 
219857383 
219878441 
219878393 


1721510 17230 
219878392 
1723051 17245 
219878319 


219878318 


219878311 


219878286 
1872026 18734 
219878253 


219878232 


219878204 


219878194 
6S ribosomal RNA, partial sequence 2001636 20031 


Rhiz 


11940 


obacterale 


sequence 


15720 


Ss; Brady 


rtial se 
llaceae; 


axellace 


axellace 


nce 
Pseudomo 


ence 
Pseudom 


sequence 
a; Rhodo 


axellace 


19128 
dales; M 


19433 
Lactobac 


quence 
Myxoco 


, 


nterobac 


M 


Pseud 


ref|NR_028641.1 
e 1056603 10580 
obiales; Bradyr 


ref |NR_027206.1 
63 Lactobacillus 


ref 
somo 


NR_027566.1 
nas eutroph 
daceae; Nitroso 
ref|NR_027536.1 
29 1195514 Carbo 
s; Thermoanaero 


ref |NR_025644.1 
1284334 128584 


ref|NR_027578.1 
67 1366328 Nitro 
rhizobiaceae; N 
ref|NR_027225.1 
15 1423690 Psych 
oraxellaceae; Ps 
ref |NR_027204.1 
81 Psychrobacter 
ae; Psychrobact 
ref|NR_027187.1 

1469465 147099 
omonadales; Mor 


ref |NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_025580.1 
quence 165119 
Bacillus. 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
onadales; Moraxe 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodoc 


ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025371.1 
98 1944958 Lactob 
illus. 
ref |NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref |NR_025333.1 


teriaceae; Lemin 


2013756 2013671 11 95 gi 


219878187 


8 
h 


a 
monas. 


x 
b 


b 
i 


xr 


e 


a 


Incertae Sedis; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Lactobacillus antri 
antri Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Nitrobacter 
acter hamburgensis X14 
trobacter. 
Psychrobacter 
obacter maritimus 
ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 
ses 

Psychrobacter 
0 Psychrobacter 
xellaceae; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Bacillus 

2 1652677 Bacillus 


Psychrobacter luti 
luti Bacteria; 

r. 

Psychrobacter fozii 
fozii Bacteria; 

r. 

Psychrobacter 

4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 
llaceae; Psychrobacter. 
Sterolibacterium 

8 Sterolibacterium 
yclaceae; 


Acinetobacter parvus 
parvus Bacteria; 

rn, 

Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Lactobacillus frumenti 
acillus frumenti 


Cystobacter 
9 Cystobacter 


terineae; 


Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 


ref |NR_025326.1 


Hyphomonas 


jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 


jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


Hyph 


omonadaceae; Hyphomonas. 


39662 


strain DSM 2665 1 


39662 


illinoisensis str 


Bacteria_16S 


Bacteria_16S 


ain MVAB Hexl 


2015216 2015131 11 


2108109 2108016 14 


95 


gi|219878186 


6S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
105 
16S ribosomal RNA, 


gi[219878115 


Hyphomonadaceae; 


ref|NR_025325.1 


ref|NR_025254.1 


complete sequence 2106707 210823 


Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Hyphomonas. 


Alkanindiges 
9 Alkanindiges 


illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

39662 Bacteria_16S 2164047 2163958 5 93 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 


hydrothermalis Ba 
Desulfovibrio. 


39662 


strain YKJ-103 16 
Proteobacteria; 


39662 


pantheris strain 


Bacteria_16S 


Bacteria_16S 


pantheris Bacteria; 


39662 


34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


39662 


strain BG29 16S r 
Firmicutes; 


39662 


strain LBB1 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


S ribos 


Proteobacteria; 


2176289 2176196 14 


2197508 2197435 14 


LMG 21017 16S ribosomal RNA, 
Firmicutes; 


2302257 2302164 14 


2338547 2338452 1 


Deltaproteobacteria; 


105 


omal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


86 


Lactobacillales; 


105 


95 


ibosomal RNA, partial sequence 
Clostridia; 


complete 
Lactobacillaceae; 


gi|219857616 
2174910 21764 


219857601 
sequence 


gi 
gi] 219857529 


gi| 219857503 
2337153 23386 


Desulfovibrionales; 


Moraxellaceae; 


ref|NR_025205.1 
03 Psychrobacter 
ref|NR_025189.1 
196082 219764 
Lactobacillus. 
NR_025117.1 


ND 


ref 


2300928 2302353 Afipia birgiae Bacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 


ref |NR_025091.1 


Desulfovibrionaceae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 


Psychrobacter. 


Lactobacillus 
0 Lactobacillus 


Afipia birgiae strain 
Proteobacteria; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Clostridiales; Heliobacteriaceae; Heliobacterium. 
2341589 2341496 14 105 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
ibosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 
2356801 23567125 93 gi|219857490|ref|NR_025078.1| Desulfovibrio 


39662 


Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


s strain SF3 16S ribosomal RNA, partial 
Proteobacteria; 


s Bacteria; 
ae; Desulfovibrio. 


39662 


Bacteria_16S 


2388698 2388605 3 


95 


Deltaproteobacteria; 


sequence 


gi|219857468 


2355381 2356917 Desulfovibrio 
Desulfovibrionales; 


ref|NR_025056.1 


Thermoanaerobacter 


yonseiensis strain KBl1 16S ribosomal RNA, partial sequenc 


Bacteria; 
39662 
strain CCUG 43179 
Bacteria; Firmicu 
39662 
strain MHS-2 16S 


39662 
strain MHS-3 16S 


39662 
manihotivorans st 


manihotivorans Bacteria; 


Firmicutes; 
Bacteria_16S 


Clostridia; Thermoanaerobacterales; Thermoa 
2466199 2466126 14 86 gi| 219857406 
16S ribosomal RNA, complete sequence 24647 


e 23873 


tes; 
Bacteria_16S 


Lactobacillales; 
2541248 2541163 11 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
Bacteria_16S 


2542653 2542568 11 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
Bacteria_16S 


2674033 2673960 14 


Lactobacillaceae; 


95 


95 


86 


rain OND 32 16S ribosomal RNA, 


Lactobac 
gi| 219857350 
2539981 25412 


gi| 219857349 
2541332 25426 
Hyphomonada 

gi| 219857207 
complete sequence 
Lactobacill 


Firmicutes; Lactobacillales; 


07 2388807 Thermoanaerobacter yonseiensis 
naerobacteraceae; Thermoanaerobacter. 


ref|NR_024994.1| Lactobacillus mucosae 
63 2466330 Lactobacillus mucosae 

illus. 

ref |NR_024938.1| Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
ceae; Hyphomonas. 
ref|NR_024937.1| Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
ceae; Hyphomonas. 
ref |NR_024835.1| Lactobacillus 
2672606 2674164 Lactobacillus 


aceae; Lactobacillus. 


39662 


Bacteria_16S 


2714424 2714331 14 


strain SHK-1 16S 
Proteobacteria; 

39662 
okhotskensis stra 


D 


okhotskensis Bacteria; 


Psychrobacter. 
39662 
chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 

39662 
strain SIR-1 16S 
Proteobacteria; 

39662 


Proteobacteria; 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhygromyxa. 
Bacteria_16S 


2715947 2715854 14 


105 


105 


gi] 219857179 
2713036 27145 


gi] 219857178 


ref |NR_024807.1 


Enhygromyxa salina 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Proteobacteria; 


2719018 2718925 14 105 gi 
strain CPW301 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteobact 
2731253 2731160 14 


105 gi 


in MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteri 


219857176 


219857167 


a; Pseud 


sequenc 
eria; Bu 


15 Enhygromyxa salina Bacteria; 


ref|NR_024806.1 
2714566 271605 
omonadales; 


Psychrobacter 
7 Psychrobacter 
Moraxellaceae; 


ref|NR_024804.1 
e 2717632 271910 
rkholderiales; 


Herbaspirillum 
5 Herbaspirillum 
Oxalobacteraceae; 
ref 


NR_024795.1| Plesiocystis pacifica 


ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 
2744627 2744554 14 86 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
2757970 2757885 9 93 gi|219857148|ref|NR_024776.1| Thermaerobacter 


39662 


Bacteria_16S 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 


nagasakiensis Bac 
Thermaerobacter. 


teria; Firmicutes; Clostridia; Clostridi 


sequenc 
ales; Cl 


e 2756546 2758056 Thermaerobacter 
ostridiales Family XVII. Incertae Sedis; 


39662 


strain EJ2M-B 16S 
Proteobacteria; 


39662 


herbarius strain CP-1 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


2782066 2781973 14 


2788198 2788110 8 


105 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Thiotrichaceae; 


95 


gi|219857129 
2780730 27821 


gi| 219857125 


ref |NR_024757.1 


Thiothrix. 
NR_024753.1 


ref 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Alicyclobacillus 


2786786 2788314 Alicyclobacillus herbarius 


39662 
strain IAM 12409 
Proteobacteria; 

39662 
marianensis strai 
marianensis Bacte 
Thermaerobacter. 

39662 
collinoides strai 
collinoides Bacte 
39662 
strain LMG 2542 1 
Proteobacteria; G 
39662 
strain HN3-7 16S 


B 


Deinococcus-Thermus; 
Bacteria_16S 


39662 
strain lacT 16S r 
Proteobacteria; D 
39662 
zavarzinii strain 
zavarzinii Bacter 
39662 
australicum strai 
australicum Bacte 
39662 
strain DSM 6035 1 
Firmicutes; Lacto 
39662 
strain DSM 4864 1 
Firmicutes; Lacto 
39662 
rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 
39662 
luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 
39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2848585 2848512 14 86 gi 
etaproteobacteria; Burkholderiales; Co: 
2905540 2905455 9 93 gi 
n 7p75a 16S ribosomal RNA, partial seq 


ria; Firmicutes; Clostridia; Clostridi 


2946549 2946476 14 86 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
2967657 2967564 14 105 gi 


ammaproteobacteria; Enterobacteriales; 
3020846 3020753 15 105 gi 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3043722 3043633 5 93 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3128026 3127933 14 105 gi 

ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3264267 3264174 14 105 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3305455 3305382 14 86 gi 


Lactobac 
gi 


bacillales; 
3306995 3306922 14 


Lactobacillaceae; 
86 


bacillales; Lactobacillaceae; Lactobac 
3420791 3420698 14 105 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
3423753 3423660 14 105 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 


3426714 3426621 14 105 gi 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 


aurantia Bacteria 


Pseudoalteromonas. 
Bacteria_16S 


39662 
radioresistens DS 
Bacteria; Proteob 
39662 
DSM 2403 16S ribo 
Proteobacteria; G 
39662 
strain DSM 6964 1 
Proteobacteria; G 
39662 
haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 

39662 
baumannii strain 
baumannii Bacteri 
39662 
szegediense strai 
Bacteria; Proteob 
39662 
strain LK6 16S ri 
Proteobacteria; G 
39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


; Proteobacteria; Gammaproteobacteria; 


3438177 3438084 14 105 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3439687 3439594 14 105 gi 


ammaproteobacteria; Pseudomonadales; M 
3441196 3441103 14 105 gi 


ammaproteobacteria; Pseudomonadales; M 
3442706 3442613 14 105 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


3444215 3444122 14 105 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3649607 3649534 14 86 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3652687 3652614 14 86 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3693795 3693702 14 105 gi 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 
39662 
F275 16S ribosoma 


Lactobacillales; 


Bacteria_16S 


acteria; Gammaproteobacteria; Methyloc 
3862181 3862108 14 86 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 


ma. 
ue 


al 


eq 
ob 


E 


TL 


’ 


ue 
a; 


al 


ia 


il 


il 


en 
na 


ia 
er 


eq 


en 
na 


Or 


or 
e 


ri 


se 


’ 


ne 


oc 


et. 


oc 


monada 


nce 


es; Cl 


uence 
acilla 


nterob 


hermus 


Desulf 


nce 
Rhizo 


seque 
Rhiz 


, 


lus. 


lus. 


ce 341 


dales; 


1 sequ 
ia; Al 


uence 


ce 343 
dales; 


axella 


6S ribosomal RNA, partial sequence 3439822 344 


axella 
sequen 
a; Pse 
quence 
Pseudo: 
e 364 
cales; 


hyloco 


369 
cales; 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 


ce 


219856853 


os 


219856826 


ce 


219846946 
6S ribosomal RNA, partial sequence 2966273 29677 


ac 


219846910 
3019481 30209 


219846894 
3042319 30437 


ov 


219846837 


bi 


219846745 


nc 
ob 


219846718 
6S ribosomal RNA, partial sequence 3304055 33055 


219846717 
6S ribosomal RNA, partial sequence 3305595 33071 


219846631 


94 
P 


219846629 


en 
te 


219846627 


Alteromon 


219846618 


68 
M 


219846617 
somal RNA, partial sequence 3438312 3439771 Aci 


ne 
ce 


219846616 


12 
ce 


219846615 


ce 
ud 


219846614 


mo 


219846472 


82 
M 


219846470 
3651286 36527 


cc 


219846442 


24 
M 


219846321 


ref|NR_024711.1 
ae; Delftia. 
ref |NR_024672.1 

2904128 290561 
tridiales Family 


ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 
ref|NR_026538.1 


teri 
ref 


aceae; Dicke 
NR_026502.1 


ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref|NR_026429.1 
126704 312814 
ales; Hyphomicro 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026310.1 
44 Lactobacillus 


w 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref |NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref |NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 
3441331 344279 
omonadales; Mora 


ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Lactobacillus 
8 Lactobacillus 
Sis 
Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 

Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 

Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 

Acinetobacter lwoffii 

Bacteria; 

r. 

Acinetobacter junii 
junii Bacteria; 
aa 

Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 

Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Lactobacillus reuteri 


ref |NR_025911.1 


3860745 3862279 Lactobacillus reuteri Bacteria; 


Firmicutes; 


39662 
strain B9 16S rib 


39662 
alimentarius stra 
alimentarius Bact 
Psychrobacter. 
39662 
strain SRL4225 16 
Proteobacteria; D 
39662 
strain 34633 16S 


39662 
strain J1-31B-1 1 
Firmicutes; Erysi 
39662 
strain 58/1971 16 
Firmicutes; Bacil 
39662 
strain S-182 16S 

Firmicutes; Lacto 
39662 
xylanilyticus str 
xylanilyticus Bac 
39662 
massiliensis stra 
massiliensis Bact 
39662 
multivorans strai 
Bacteria; Firmicu 
39662 
favisporus strain 
Bacteria; Firmicu 
39662 
psychrophilum str 
psychrophilum Bac 
39662 
strain TOD45 16S 

Firmicutes; Bacil 
39662 
strain RSA19 16S 

Firmicutes; Bacil 
39662 
nematophilus stra 
nematophilus Bact 
39662 
naphthalenovorans 
naphthalenovorans 
39662 
strain MOL361 16S 
Firmicutes; Erysi 
39662 
strain OS Hl 16S 

Firmicutes; Clost 
39662 
koreensis strain 

Bacteria; Firmicu 
39662 
strain BT-H1 16S 

Firmicutes; Clost 
39662 
quisquiliarum str 
quisquiliarum Bac 
39662 
1279 16S ribosoma 
Deinococcus-Therm 
39662 
DSM 9946 16S ribo 
Deinococcus-Therm 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3899216 3899123 14 
osomal RNA, partial sequence 


105 gi 


4023103 4023010 14 105 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


4065450 4065361 5 93 

S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
4223732 4223639 14 105 gi 
ribosomal RNA, partial sequence 


gi 


55942 55862 16 95 gi 


799590 799502 8 95 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
851269 851177 4 95 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
899855 899767 8 95 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
940034 939942 4 95 gi 
ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
1047455 1047367 8 95 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1159008 1158916 16 105 gi 
1 RNA, partial sequence 
us; Deinococci; Thermales; 
1163588 1163504 15 


gi 


Thermaceae; 
97 gi 
Deinococci; Thermales; 


us; Thermaceae; 


39662 


Bacteria_16S 


1361836 1361755 1 82 gi 


3897893 38992 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Bacteria_16S 


4064043 40655 


4222451 42238 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bacteria_16S 


798207 79971 
elotrichaceae; 
ref 
849874 851358 Heliorestis baculata Bacteria; 
Heliorestis. 
ref 


7 899962 Paenibacillus koreensis 


938639 94015 


1157686 1159115 Meiot 
Meiothermus. 
ref 
hermus silvanus 
Meiothermus. 
ref 


somal RNA, partial sequence 1162257 1163688 Meiot 


219846296 


219846208 
equence 
ria; 


219846176 


219846056 


265679027 


265678513 


265678479 


e; 
265678445 
nce 89842 
nibacillus. 
265678419 


228720981 


228719712 


ref 
99 Ahrensia kielensis Bacteria; 


ref 
Pseudomonadales; 
ref 
18 Desulfovibrio 
; Desulfovibrionaceae; 
ref 


25 Afipia massiliensis Bacteria; 


ref 


ref 
4 Turicibacter sanguinis Bacteria; 


ref 
5 Heliorestis daurensis Bacteria; 


hermus ruber DSM 


NR_025886.1| Ahrensia kielensis 
Ahrensia. 
NR_025798.1| Psychrobacter 
4021723 4023216 Psychrobacter 
Moraxellaceae; 


Desulfovibrio bastinii 
bastinii Bacteria; 
Desulfovibrio. 

NR_025646.1| Afipia massiliensis 


NR_025766.1 


Afipia. 


NR_029335.1| Holdemania filiformis 


6S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

81405 81317 8 95 gi|265679010|ref|NR_029318.1| Listeria innocua 
S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
lales; Listeriaceae; Listeria. 

340844 340765 14 92 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
bacillales; Lactobacillaceae; Pediococcus. 

376521 376433 8 95 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

393473 393385 8 95 gi|265678793|ref|NR_029098.1| Paenibacillus 
in 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

396456 396368 8 95 gi|265678791|ref|NR_029096.1| Tenuibacillus 
n 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
tes; Bacillales; Bacillaceae; Tenuibacillus. 

433617 433529 8 95 gi|265678766|ref|NR_029071.1| Paenibacillus 

GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

610403 610315 8 95 gi|265678645|ref|NR_028950.1| Planomicrobium 
ain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
teria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

701408 701320 8 95 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

702895 702807 8 95 gi|265678581|ref|NR_028886.1| Paenibacillus graminis 
ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

762678 762590 8 95 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
in NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

798028 797940 8 95 gi|265678514|ref|NR_028817.1| Paenibacillus 

strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


NR_028816.1| Turicibacter sanguinis 


Turicibacter. 


NR_028782.1| Heliorestis baculata 


NR_028747.1| Paenibacillus 


NR_028721.1| Heliorestis daurensis 


e; Heliorestis. 

265678347|ref|NR_028649.1| Cerasibacillus 

uence 1046039 1047522 Cerasibacillus 

ceae; Cerasibacillus. 

228721491|ref|NR_027614.1| Meiothermus ruber DSM 


1279 Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


NR_027600.1 


NR_027584.1| Acidimicrobium 


ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 


DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 


39662 


Bacteria; 
39662 


Bacteria; 
39662 


Firmicutes; 


39662 


Firmicutes; 


39662 


39662 


39662 


39662 


Bacteria; 
39662 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacillales; 
Bacteria_16S 


Bacillales; 
Bacteria_16S 


1435979 1435891 8 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 14345 


Bacillales; 


1442190 1442102 8 
milosensis strain SH714 16S ribosomal RNA, partial sequence 14407 
Filobaci 


Bacillales; 


1584019 1583931 8 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 15841 
Viridibacillus. 


1780505 1780417 8 
agarexedens strain DSM 1327 16S ribosomal RNA, partial 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibaci 
1801620 1801532 8 
stellifer strain IS1 16S ribosomal RNA, partial sequenc 


Bacillales; 


1891911 1891823 8 


Planococcaceae; 
1585574 1585486 8 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 15856 
Planococcaceae; Viridibacillus. 
1661827 1661739 8 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial 
macmurdoensis Bacteria; 
Bacteria_16S 
agaridevorans strain DSM 1355 16S ribosomal RNA, partia 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibaci 
Bacteria_16S 


Firmicutes; 
1778955 1778867 8 


95 


Paenibacillaceae; 
95 


Bacillaceae; 
95 


95 


95 


Paenibacillaceae; 
95 


gi|224581431|ref 
Paenibacillus. 
gi|224581427|ref 


llus. 


219878489 |ref 


gi 


219878488 |ref 


gi 


aeni 
ref 


llaceae; P 
219878335 
e 18002 
Paenibacillus. 
gi|219878270|ref 


gi 


76 1436085 Paeni 


88 1442278 Filob 


19 1801737 Paeni 


strain DSM 11713 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 1893432 1893344 8 95 gi| 219878269 |ref 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacill 
39662 Bacteria_16S 1915769 1915681 8 95 gi| 219878252 |ref 
azoreducens strain CMl 16S ribosomal RNA, partial sequence 19143 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
39662 Bacteria_16S 1943243 1943155 8 95 gi| 219878233 |ref 


strain LMG 18419 
Firmicutes; Bacil 
39662 
doebereinerae str 


Bacteria_16S 


lales; Paenibacillaceae; Paenibacillus. 
1970534 1970460 20 93 gi 


ain GSF71 16S ribosomal RNA, partial s 


eq 


16S ribosomal RNA, partial sequence 1890504 18919 


16S ribosomal RNA, partial sequence 1941853 19433 


219878215 
uence 


ref 


61 1915860 Paenib 


47 Paenibacillus 


1969231 197053 


NR_027213.1 


NR_027209.1 


NR_025628.1 


NR_025627.1 


95 gi|219878434|ref|NR_025573.1 
sequence 1660434 166191 
Bacillales; Planococcaceae; Paenisporosarcina 
95 gi|219878351|ref|NR_025490.1 
1 sequence 1777548 177905 
llaceae; Paenibacillus. 
95 gi|219878350|ref|NR_025489.1 
sequence 1779107 178061 


bacillus. 
NR_025474.1 


NR_025409.1 


NR_025408.1 

189204 
us. 
NR_025391.1 


NR_025372.1 


NR_025354.1 


b 


a 


b 


Paenibacillus 
acillus antarcticus 


Filobacillus 
cillus milosensis 


Viridibacillus arenosi 
24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 


Sporosarcina 

6 Paenisporosarcina 
Paenibacillus 

6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Paenibacillus 


acillus stellifer 


Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


Bacillus 


0 1893527 Bacillus 


Paenibacillus 


acillus azoreducens 


Paenibacillus cookii 


cookii Bacteria; 


Azospirillum 


3 Azospirillum 


doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 

39662 Bacteria_16S 2048591 2048503 8 95 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

39662 Bacteria_16S 2071554 2071466 8 95 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

39662 Bacteria_16S 2161001 2160918 14 95 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

39662 Bacteria_16S 2186901 2186813 8 95 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

39662 Bacteria_16S 2194444 2194352 16 105 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

39662 Bacteria_16S 2226169 2226081 8 95 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

39662 Bacteria_16S 2227730 2227642 8 95 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

39662 Bacteria_16S 2337078 2336994 14 97 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

39662 Bacteria_16S 2346199 2346111 8 95 gi|219857497|ref|NR_025085.1|] Paenibacillus 


granivorans strain A30 16S ribosomal RNA, partial sequence 


Bacteria; 


Firmicutes; 


Bacillales; 


Paenibacillaceae; 


2344786 2346268 Paenibacillus granivorans 


Paenibacillus. 


39662 


Bacteria_16S 


2399267 2399179 8 95 gi 


219857461 


ref|NR_025049.1| Sporosarcina 


aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

39662 Bacteria_16S 2416218 2416126 4 95 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

39662 Bacteria_16S 2432790 2432702 8 95 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

39662 Bacteria_16S 2444988 2444900 8 95 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

39662 Bacteria_16S 2568659 2568575 14 97 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

39662 Bacteria_16S 2622593 2622505 8 95 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

39662 Bacteria_16S 2628743 2628655 8 95 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

39662 Bacteria_16S 2630279 2630195 15 97 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

39662 Bacteria_16S 2642440 2642360 14 93 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

39662 Bacteria_16S 2644025 2643937 8 95 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

39662 Bacteria_16S 2756407 2756315 5 95 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
39662 Bacteria_16S 2779138 2779050 8 95 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

39662 Bacteria_16S 2878212 2878124 8 95 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

39662 Bacteria_16S 3022368 3022284 15 97 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

39662 Bacteria_16S 3141454 3141366 8 95 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

39662 Bacteria_16S 3143013 3142925 8 95 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

39662 Bacteria_16S 3302301 3302222 14 92 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 

39662 Bacteria_16S 3315960 3315868 14 104 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

39662 Bacteria_16S 3319004 3318912 14 104 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

39662 Bacteria_16S 3872857 3872769 8 95 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

39662 Bacteria_16S 3874444 3874356 8 95 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

39662 Bacteria_16S 3879045 3878961 15 97 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

39662 Bacteria_16S 3905254 3905166 8 95 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

39662 Bacteria_16S 3931247 3931159 8 95 gi|219846274|ref|NR_025864.1| Planomicrobium 


okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 


okeanokoites Bact 


eria; Firmicutes; Bacillales; Planococ 


caceae; Pl 


3929851 3931322 Planomicrobium 
anomicrobium. 


39662 Bacteria_16S 4044369 4044281 8 95 gi 
stackebrandtii strain K22-03 16S ribosomal RNA, partial 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; 
39662 Bacteria_16S 4083748 4083660 8 95 gi|219846164 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
39662 Bacteria_16S 4106184 4106096 8 95 gi| 219846149 |ref|NR_025739.1 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
39662 Bacteria_16S 4199447 4199359 8 95 gi| 219846076 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 198059 419951 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
39662 Bacteria_16S 96677 96586 5 95 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 

aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 

aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
39662 Bacteria_16S 269065 268958 1 105 gi| 265678881 |ref 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 


219846191 
sequence 


ref|NR_025781.1 
4042976 404443 
Planococcus. 
ref|NR_025754.1| Paenibacillus 


Planococcus 
9 Planococcus 


Paenibacillus lactis 
lactis Bacteria; 


Paenibacillus 
0 Paenibacillus 


ref|NR_025666.1 


rs 


NR_029187.1| Actinomadura cremea 
267723 269132 Actinomadura 
Actinomycetales; 


39662 Bacteria_16S 272076 271997 14 92 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

39662 Bacteria_16S 394960 394881 14 92 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

39662 Bacteria_16S 485608 485525 14 96 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 


bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

39662 Bacteria_16S 637839 637732 1 105 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

39662 Bacteria_16S 666673 666578 1 95 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 
39662 Bacteria_16S 875564 875457 1 105 gi| 265678462 |ref|NR_028765.1 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; Streptosporangium. 


Streptosporangium 
Streptosporangium 
Streptosporangineae; 


39662 Bacteria_16S 994042 993947 1 95 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

39662 Bacteria_16S 1091052 1090945 1 105 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

39662 Bacteria_16S 1096978 1096895 14 95 gi|265678312|ref|NR_028614.1| Acetobacter 


orleanensis strai 


n NBRC 13752 16S ribosomal RNA, partial sequence 


1095628 109707 


0 Acetobacter 


orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

39662 Bacteria_16S 1107591 1107484 1 105 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 


Bacteria; Actinobacteria; 
Nonomuraea. 
39662 Bacteria_16S 1109137 1109030 1 105 
strain DF-32 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbispora. 
39662 Bacteria_16S 1162105 1161998 1 105 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 
39662 Bacteria_16S 1269380 1269282 9 105 gi|219846421 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; 
Desulfuromonas. 
39662 Bacteria_16S 1529706 1529599 1 105 
strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinoallomurus. 
39662 Bacteria_16S 1540375 1540268 1 105 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 


Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
gi|265678303|ref|NR_028605.1| Microbispora corallina 
1107766 1109207 Microbispora corallina Bacteria; 


Streptosporangineae; Streptosporangiaceae; 


ref|NR_026012.1 
1267974 126947 
Desulfuromonadales; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


gi|219857434|ref|NR_025022.1| Actinomadura spadix 
1528339 1529796 Actinoallomurus spadix Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


39662 
inopinata strain 
Bacteria; 
39662 


39662 
aridum subsp. 


Actinomycetales; 
39662 


Firmicutes; 
39662 


39662 


39662 


Nocardioides. 
39662 
strain DSM43926 1 


Bacteria_16S 


Firmicu 
Bacteria_16S 
philippinense str 
philippinense Bac 
Pseudonocardiacea 
Bacteria_16S 
lar 
Kibdelosporangium aridum subsp. 


Bacteria_16S 
strain JK 615 16S 
Clost 
Bacteria_16S 
namibiensis strai 
namibiensis Bacte 
Thermomonosporace 
Bacteria_16S 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 
Bacteria_16S 
aquiterrae strain 
Bacteria; Actinob 


Bacteria_16S 


1632803 1632712 16 105 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1663347 1663240 1 105 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1664887 1664780 1 105 gi 
gum strain SKF-AAD-609 16S ribosomal R 
largum Bacteria 


es 


s 
e; 


, 


acteria; Actinobacteridae; Actinomycetal 


2100518 2100411 1 105 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ne 
al 
2309955 2309848 1 


105 gi 


219878455 
en 


ce 16314 


, 


equence 


219878432 
NA, partia 


es; 


219878122 


20991 
Prop 


e 
es; 


219857523 
6S ribosomal RNA, partial sequence 2308611 23100 


Erysip 
219878433 


Actinomycet 


Pseu 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025572.1 

1661967 166345 
ales; Pseudo 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


ref 
1 se 


NR_025571.1 
quence 


Kibdelosporangium 
1663507 1664980 


Actinobacteria; Actinobacteridae; 


Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
1733485 1733406 14 92 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
1747243 1747136 1 105 gi|219878376|ref|NR_025515.1| Actinomadura 
n HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 
1817025 1816918 1 105 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 


donocardineae; Pseudonocardiaceae; 
Nocardioides 
ioides aquiterrae 


Nocardioidaceae; 


ref|NR_025261.1 
38 2100621 Nocard 


ionibacterineae; 


ref|NR_025111.1| Nonomuraea turkmeniaca 
58 Nonomuraea turkmeniaca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
39662 Bacteria_16S 2343143 2343036 1 105 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
39662 Bacteria_16S 2406898 2406803 1 95 gi|219857456|ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

39662 Bacteria_16S 2614889 2614786 4 105 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 
strain CVL 16S ribosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

39662 Bacteria_16S 2657562 2657455 1 105 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

39662 Bacteria_16S 2693535 2693428 1 105 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

39662 Bacteria_16S 2751878 2751771 1 105 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

39662 Bacteria_16S 2753374 2753267 1 105 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

39662 Bacteria_16S 2754870 2754763 1 105 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

39662 Bacteria_16S 2819708 2819601 1 105 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

39662 Bacteria_16S 2821201 2821094 1 105 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

39662 Bacteria_16S 2822695 2822588 1 105 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
39662 Bacteria_16S 2827195 2827088 1 105 gi|219856906|ref|NR_024727.1| Sporichthya polymorpha 


strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


Sp 


orichthyaceae; Sporichthya. 


39662 Bacteria_16S 2860995 2860912 14 96 gi|219856884|ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 
39662 Bacteria_16S 2944978 2944871 1 105 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 

39662 Bacteria_16S 3129514 3129431 14 96 gi|219846836|ref|NR_026428.1| Hyphomicrobium 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 


hollandicum Bacte 
Hyphomicrobium. 
39662 
lipolytica strain 
Bacteria; Firmicu 
39662 
strain DSM 43678 


39662 
strain DSM 43764 


Bacteria_16S 


Bacteria_16S 


ria; Proteobacteria; Alphaproteobacter 


3235649 3235554 1 95 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3250746 3250639 1 105 gi 


en 
ph 


Stre 
gi 


pt 


3253744 3253637 1 105 


ia 


, 


ce 
omo 


Rhizob 


219846764 


32342 
nadac 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


osporang 
219846752 
16S ribosomal RNA, partial sequence 3252379 32538 


iales; Hyphomicrobiaceae; 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntropha. 

ref|NR_026346.1| Nonomuraea salmonea 

29 Nonomuraea salmonea Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_026344.1| Actinomadura kijaniata 


26 Actinomadura kijaniata Bacteria; 


Thermosyntropha 
syntropha lipolytica 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
39662 Bacteria_16S 3332728 33326211 105 gi|219846697|ref|NR_026289.1| Pilimelia anulata 


strain DSM 43039 


39662 
longisporum strai 
longisporum Bacte 
Streptosporangiac 
39662 
claviforme strain 
claviforme Bacter 
Streptosporangiac 
39662 
carneum strain DS 
carneum Bacteria; 
Streptosporangiac 
39662 
album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
Bacteria_16S 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3367872 3367765 1 105 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3369370 3369263 1 105 gi 
DSM 44127 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Streptosporangium. 

3370868 3370761 1 105 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3372365 3372258 1 105 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


s 


se 
Ac 


ue 
in 


nc 
al 


3453530 3453423 1 105 gi 


equ 


que 


nce 
omy: 


e 
es; 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


omonospori 
219846672 


ence 


Actinomyc 


219846671 


nce 


tinomyce 


219846670 


cetal 


219846669 


33709 


Stre 


219846608 


strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 34536 


10 Pilimelia anulata Bacteria; 

neae; Micromonosporaceae; Pilimelia. 

ref|NR_026264.1| Streptosporangium 
3366504 3367953 Streptosporangium 

etales; Streptosporangineae; 


ref|NR_026263.1 
3368004 336944 
tales; Streptosp 


Streptosporangium 
8 Streptosporangium 
orangineae; 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


Streptosporangium 
8 Streptosporangium 
ngineae; 


ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


ref|NR_026200.1| Micrococcus lylae 
11 Micrococcus lylae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

39662 Bacteria_16S 3735587 3735480 1 105 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

39662 Bacteria_16S 3737045 3736938 1 105 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 


strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
39662 Bacteria_16S 3738506 3738399 1 105 gi| 219846409 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 37385 


Actinobacteria; A 
39662 Bact 
strain IFO 14345 
Actinobacteria; A 
39662 Bact 
strain IFO 14094 


eria_l 


eria_l 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
6S 3739971 3739864 1 105 


pt 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
6S 3744362 3744255 1 105 


pt 


osp 


osp 


orang 


219846408 
16S ribosomal RNA, partial sequence 3738628 37400 


orang 


219846405 
16S ribosomal RNA, partial sequence 3743020 37444 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
39662 Bacteria_16S 3748749 3748642 1 105 gi|219846402 
strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 37488 


14 Nonomuraea spiralis Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_026000.1| Nonomuraea recticatena 
77 Nonomuraea recticatena Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025999.1| Nonomuraea polychroma 
40 Nonomuraea polychroma Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref |NR_025996.1| Nonomuraea ferruginea 
34 Nonomuraea ferruginea Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref |NR_025993.1| Nonomuraea africana 

20 Nonomuraea africana Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
39662 Bacteria_16S 3902166 3902059 1 105 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

39662 Bacteria_16S 4086763 4086668 1 95 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

39662 Bacteria_16S 4219174 4219067 1 105 gi|219846062|ref|NR_025652.1| Actinomadura 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporace 


ae; Actinomadura. 


4217823 4219291 Actinomadura 
Streptosporangineae; 


39662 Bacteria_16S 


5927 


5845 


14 95 


strain R18 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
7306 

strain M6 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
67938 

asaccharolytica strain Y-345 16S ribosomal RNA, partial 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 


39662 Bacteria_16S 


39662 


Bacteria_16S 


Sphingomonas. 
39662 Bacteria_16S 


strain KPA 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
39662 Bacteria_16S 
arabaticum strain 
arabaticum Bacteria; 


39662 Bacteria_16S 153009 152927 14 95 gi| 265678961 
propionicum strain X2 16S ribosomal RNA, partial sequence 15161 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
39662 Bacteria_16S 165302 165220 14 95 gi| 265678953 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobaci 
39662 Bacteria_16S 206640 206558 14 95 gi| 265678926 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 


equigenitalis Bacteria; 


Firmicutes; 


7388 


68020 


95080 


94998 
complete sequence 
Lactobacillaceae; 
107385 107303 14 
Z-7288 16S ribosomal RNA, partial sequence 


Clostridia; Halanaerobiales; 


Proteobacteria; 


Rhizobiales; 
14 95 
sequence 
Rhizobiales; 
14 95 


Sp 
14 95 gi| 265679000 
93645 95214 
Lactobacillus. 
95 gi| 265678991 


Betaproteobacteria; 


gi| 265679060 
4584 5982 
Bartonellaceae; 
gi| 265679059 
6033 7437 
Bartonellaceae; 
gi| 265679019 
sequence 


Hal 


Burkh 


ref |NR_029368.1 


olderiales; Alc 


a 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella. 
ref|NR_029367.1| Bartonella taylorii 
Bartonella taylorii Bacteria; 
Bartonella. 
ref |NR_029327.1| Sphingomonas 
66694 68135 Sphingomonas 
hingomonadales; Sphingomonadaceae; 
ref |NR_029308.1| Lactobacillus lindneri 
Lactobacillus lindneri Bacteria; 
ref |NR_029299.1| Acetohalobium 
106000 107471 Acetohalobium 
obacteroidaceae; Acetohalobium. 
ref|NR_029269.1| Clostridium 
7 153137 Clostridium propionicum 
Clostridium. 
ref|NR_029261.1| Lactobacillus 
163866 165437 Lactobacillus 
llaceae; Lactobacillus. 
ref|NR_029234.1] Taylorella 
205252 206750 Taylorella 


ligenaceae; Taylorella. 


39662 Bacteria_16S 319098 319016 14 95 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
39662 Bacteria_16S 357087 357005 14 95 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

39662 Bacteria_16S 373496 373414 14 95 gi| 265678806 |ref|NR_029111.1] Sphingomonas 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


Sphingomonadales; 


372149 373610 Sphingomonas 


Sphingomonadaceae; 


39662 Bacteria_16S 391877 391795 14 95 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

39662 Bacteria_16S 416675 416593 14 95 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
39662 Bacteria_16S 439818 439736 14 95 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 


strain HTCC2506 1 


6S ribosomal RNA, partial sequence 438 


478 43991 


9 Fulvimarina pelagi Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 
39662 Bacteria_16S 464257 464175 14 95 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 


rudongensis Bacteria; Proteobacteria; Alphaproteobacter 
Bacteria_16S 


39662 
strain DV1140 16S 
Thermotogae; 
39662 
variabile strain 
Bacteria; 
39662 
hassiacum strain 
Bacteria; 
39662 
strain 111-35 16S 


Firmicutes; 
Bacteria_16S 


505757 505675 15 95 
ribosomal RNA, partial sequence 


gi 
504 


Thermotogales; Thermotogaceae; Thermosipho. 
Bacteria_16S 
BI 114 16S ribosomal RNA, partial sequence 53938 
Ruminococcaceae; 


540726 540644 14 95 gi 
Clostridia; Clostridiales; 


593753 593671 14 95 gi 


707161 707079 14 95 
ribosomal RNA, partial sequence 


gi 
705 


ia; 


W-51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


265678715 
361 50587 


265678692 


265678657 
59240 


Sphingomonadales; 


265678578 
889 70720 


Rhizobiale 


s; Xanthobacteraceae; Ancylobacter. 
ref|NR_029020.1| Thermosipho atlanticus 
1 Thermosipho atlanticus Bacteria; 


ref|NR_028997.1| Subdoligranulum 

4 540811 Subdoligranulum variabile 
Subdoligranulum. 
ref|NR_028962.1| Novosphingobium 

8 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 
ref|NR_028883.1| Dorea longicatena 
4 Dorea longicatena Bacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

39662 Bacteria_16S 716263 716181 14 95 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

39662 Bacteria_16S 768783 768701 14 95 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

39662 Bacteria_16S 773457 773363 3 95 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes 


39662 


Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


825560 825478 14 95 


gi 


265678496 


824212 825662 Bosea vestrisii Bacteria; 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


Bosea vestrisii strain 
Proteobacteria; 


ref 


NR_028799.1 


39662 


Bacteria_16S 


827062 826980 14 


34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


39662 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


39662 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae; 


39662 


strain AMX51 16S 


39662 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
39662 Bacteria_16S 932276 932194 14 95 gi|265678424|ref|NR_028726.1 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiace 
39662 Bacteria_16S 936982 936884 9 105 gi| 265678421 |ref|NR_028723.1 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax 


Proteobacteria; 


39662 


salicylatoxidans strain BN12 16S ribosomal RNA, partial 


salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyl 
Pseudaminobacter. 

39662 Bacteria_16S 984603 984521 14 95 gi|265678388|ref|NR_028690.1 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetac 
39662 Bacteria_16S 1009209 1009127 14 95 gi| 265678372 |ref|NR_028674.1 
strain T7 16S ribosomal RNA, partial sequence 1007814 10092 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

39662 Bacteria_16S 1068552 1068470 14 95 gi| 265678332 |ref|NR_028634.1 
yabuuchiae strain Al1-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphing 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadacea 
39662 Bacteria_16S 1071546 1071464 14 95 gi|265678330|ref|NR_028632.1 


strain JCM 21370 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Deltaproteobacteria; 


834794 834712 14 


836296 836214 14 


843819 843737 14 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


909043 908961 14 


S ribosomal RNA, partial sequence 


957092 957010 14 


95 gi 


825713 827158 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 


95 gi 


train Barker I 16S ribosomal RNA, partial sequen 
acteria; Proteobacteria; Alphaproteobacteria; 


95 gi 


rain ATCC 10988 16S ribosomal RNA, partial seque 
bilis Bacteria; Proteobacteria; Alphaproteobacte 
Zymomonas. 


95 gi 


95 gi 


Bdellovibrionales; 


95 gi 


16S ribosomal RNA, partial sequence 1070184 10716 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


39662 


tardaugens strain 
Bacteria; 


39662 


strain DAPP-PG 22 


39662 


strain Y 16S ribo 
Alphaproteobacter 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ia; 


1074461 1074379 14 


1078855 1078773 14 


1084832 1084750 14 


Sphingomonadales; 
1142425 1142343 14 


witflariensis strain W-50 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


witflariensis Bac 
Sphingopyxis. 

39662 
lucentensis strai 
Bacteria; Proteob 
39662 
DSM 1552 16S ribo 
Firmicutes; Erysi 


Bacteria_16S 


Bacteria_16S 


teria; 


1151465 1151383 14 
n QMT2 
acteria; 
1166676 1166594 14 


39662 


colihominis DSM 1 
17241 Bacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


1184816 1184734 14 


Clostridia; Clost 


1239271 1239189 14 


95 gi 


ARI-1 16S ribosomal RNA, partial sequence 10731 
Proteobacteria; Alphaproteobacteria; 


95 gi 


4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


95 gi 


somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadaceae; 


95 gi 


95 gi 


16S ribosomal RNA, partial sequence 11501 
Alphaproteobacteria; Rhodospirillales; 


95 gi 


somal RNA, partial sequence 1165300 1166687 Clost 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


95 gi 


7241 16S ribosomal RNA, partial sequence 
Firmicutes; 


ridiales; 
95 gi 


907717 90916 


Sphingomonadales; 


265678495 


265678490 


Bacteriov 
265678408 
sequence 


Rhodospiri 
265678328 


265678324 
10775 

Sphingomon 

265678320 


Sphingo 
253680762 


Sphi 


253680756 


228720470 


228717037 
11834 
Ruminococc 
219878163 


ref |NR_028798.1 
eneae Bacteria; 


ref |NR_028793.1 
ce 833445 834896 


0 Erythrobacter 


oracaceae; Bacte 
ref |NR_028710.1 
955748 957207 


llaceae; Tistrel 
ref|NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_027592.1 
ridium spiroform 


ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_025302.1 


Bosea eneae strain 
Proteobacteria; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 
Zymomonas mobilis 


836398 Zymomonas 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Sphingomonadales; 

265678489 |ref|NR_028792.1 

nce 834947 

ria; Sphingomonadales; 
265678484 | ref |NR_028787.1 

842468 84394 

ae; Bosea. 

265678439 |ref|NR_028741.1 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Clostridium 

932385 Clostridium 
ae; Clostridium. 

Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 

Pseudaminobacter 

Pseudaminobacter 
lobacteriaceae; 


Treponema socranskii 

984718 Treponema 
eae; Treponema. 

Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Sphingobium amiense 
acteria; Proteobacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Thalassospira 

sospira lucentensis 

e; Thalassospira. 
Clostridium spiroforme 
e DSM 1552 Bacteria; 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Aminobacter 


niigataensis stra 
niigataensis Bact 


in DSM7050 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacteri 


quence 
a; Rhizobial 


1237929 123939 


es; Phyllob 


39662 


Bacteria_16S 


1240787 1240705 14 


95 gi 


219878162 


ref|NR_025301.1 


aminovorans strain DSM7048 16S ribosomal RNA, partial seq 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria 
39662 Bacteria_16S 1252675 1252593 14 95 gi 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, parti 
socranskii subsp. paredis Bacteria; Spirochaetes; Spiroch 


219857241 


uence 1239445 124091 
; Rhizobiales; Phyllobac 
ref|NR_024869.1 
al sequence 125128 
aetales; Spirochaetaceae 


4 Aminobacter 
acteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Treponema socranskii 

9 1252767 Treponema 

7 Treponema. 


39662 Bacteria_16S 1254202 1254120 14 95 gi 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, parti 
socranskii subsp. buccale Bacteria; Spirochaetes; Spiroch 


219857240 


ref|NR_024868.1 
al sequence 125281 
aetales; Spirochaetaceae 


Treponema socranskii 
8 1254294 Treponema 
7 Treponema. 


39662 
melanesiensis str 
melanesiensis BI4 
39662 
obscurus DSM 4316 


Bacteria_16S 


Bacteria_16S 


1333007 1332925 15 95 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1345238 1345132 2 105 gi 
0 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 
39662 
strain ATCC 29176 
29176 Bacteria; F 
39662 
nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 
39662 
RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


39662 
strain TN-272 16S 
Firmicutes; Clost 
39662 
strain S-3 16S ri 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


39662 
strain SA35 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1364776 1364694 14 95 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1397921 1397839 14 95 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


1400930 1400848 14 
RNA, partial sequence 


95 gi 
Sphingomonadales; 
1409907 1409825 14 95 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1414422 1414340 14 95 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 
1493615 1493533 14 95 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


39662 
Firmicutes; Clost 
39662 
strain PC18 16S r 
Firmicutes; Clost 
39662 
lusatiensis strai 
Bacteria; Proteob 
39662 
americanum strain 
americanum Bacter 
Sinorhizobium/Ens 
39662 
strain HS-5 16S r 
Actinobacteria; R 
39662 
xylanivorans stra 
xylanivorans Bact 
39662 
limicola strain G 
limicola Bacteria 
39662 
asaccharovorans s 
asaccharovorans B 
Chelatococcus. 

39662 
strain LMG 1945, 
Proteobacteria; 
39662 
strain DSM 13256, 
Thermotogae; Ther 
39662 
strain EDIV 16S r 
Proteobacteria; A 
39662 
denitrificans str 
denitrificans Bac 
Thiobacillus. 

39662 
strain ATCC 15260 
Proteobacteria; A 
39662 
strain IBS 506 16 


B 


Bacteria_16S 
51271 16S ribosomal RNA, 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1499642 1499560 14 
complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1519012 1518930 14 95 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1570344 1570262 14 95 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1580950 1580868 14 95 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 
1706133 1706043 9 97 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
1734985 1734903 14 95 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1830717 1830635 14 95 gi 
olChil 16S ribosomal RNA, complete seq 
; Proteobacteria; Betaproteobacteria; 
1868821 1868739 14 95 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


95 gi 


gi 


1899643 1899561 14 95 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1917331 1917249 15 95 gi 
16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho 
1956899 1956817 14 95 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

1964623 1964541 14 95 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


2016701 2016619 14 95 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2076091 2076009 14 95 gi 
S ribosomal RNA, partial sequence 


228721494 
equence 
S; 
228721038 
13438 


228719063 
13634 
Ruminococc 
228715764 
uence 
bacteria; 


228715353 


1399580 1401060 Sphin 


Sphingomon 
224581401 


1408524 14099 


Clostridiu 
224581449 


1413085 14145 


Sphingomon 
219846714 


1492298 14937 


obacterace 
219846656 


1498269 1499735 Caton 


Catonella 
219857618 


1517647 15191 


Hespellia 
219878173 
ce 15690 
les; Phyll 
219878491 
sequence 

a; Rhizobi 


219878404 


1704738 17061 


rmoleophil 
219878385 
uence 

iales; Lac 
219878316 
uence 

Rhodocycla 
219878289 
equence 
cteria; Rh 
219878264 
nce 18982 
caligenace 
219878250 
19159 


219878224 


1955571 19570 


Sphingomon 
219878219 
ial sequen 
ria; Hydro 


219878185 
20153 
Sphingomon 
219878139 


Thermot 


omycetales; 


NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref|NR_027601.1 
50 1345331 Geoder 
; Frankineae; Ge 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref |NR_027539.1 

1396599 139803 
Rhizobiales; Met 


ref 
gomo 
adac 

ref 


NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_024719.1 


m. 
ref 


NR_027233.1 


adac 
ref 


eae; Sphingo 
NR_026306.1 


ae; 
ref 
ella 


ref 


NR_026248.1 
morbi ATCC 


NR_025207.1 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


v 


ref|NR_025543.1 
aceae; Thermoleo 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref |NR_025428.1 

1867493 186885 
izobiales; Beije 


ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025389.1 
11 1917433 Thermo 


ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref |NR_025278.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


Thermosipho 
7 Thermosipho 
ipho. 

Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Xanthobacter agilis 


11 Xanthobacter agilis Bacteria; 
Xanthobacter. 


Catonella morbi ATCC 
51271 Bacteria; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Pseudobutyrivibrio 

9 Pseudobutyrivibrio 

eudobutyrivibrio. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Chelatococcus 

8 Chelatococcus 

rinckiaceae; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Thermosipho geolei 
sipho geolei Bacteria; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Thiobacillus 

6 Thiobacillus 

drogenophilaceae; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Bartonella tribocorum 


2074760 2076200 Bartonella tribocorum Bacteria; 


39662 Bacteria_16S 
strain IBS 382 16 


2085344 2085262 14 


2114160 2114078 14 
strain 


39662 Bacteria_16S 
pentaromativorans 
pentaromativorans 
Novosphingobium. 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


US6-1 16S ribosomal RNA, partial 


95 gi| 219878133 


llaceae; 


Bacteria; Proteobacteria; Alphaproteobacteria; 


2084014 20854 


39662 


Bacteria_16S 


2118768 2118686 14 


strain SW-46 16S 


95 gi| 219857659 |ref|NR_025248.1 
sequence 2112812 211429 
Sphingomonadale 

95 gi|219857656|ref|NR_025245.1 


ref|NR_025272.1 


Bartonella. 


S; 


2117441 21188 


ribosomal RNA, partial sequence 


82 Erythrobacter 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
39662 Bacteria_16S 2152046 2151964 14 95 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 


Proteobacteria; Alphaproteobacteria; 
39662 Bacteria_16S 


2154973 2154891 14 


strain H-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


39662 Bacteria_16S 2223095 2223013 14 


aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


Bacteria; 


39662 Bacteria_16S 2256744 2256646 9 


mediterraneus strain 86FS1 16S ribosomal RNA, partial s 


mediterraneus Bacteria; 
Desulfobulbus. 
39662 Bacteria_16S 


Proteobacteria; 


2262918 2262820 9 


Sphingomonadales; 


95 gi| 219857632 


95 gi| 219857584 
les; 
219857562 


equence 


105 gi 


Deltaproteobacteria; Desulfobacterales; 
105 gi|219857558|ref|NR_025146.1 
2261503 226299 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 


hydrogeniphilum Bacteria; 
Thermodesulfobacterium. 
39662 Bacteria_16S 2270659 2270577 14 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial 
Spirochaetales; 


azotonutricium Bacteria; 
39662 Bacteria_16S 


Spirochaetes; 
2287360 2287266 14 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial 
Proteobacteria; 


thiocyanoxidans Bacteria; 
Thioalkalivibrio. 
39662 Bacteria_16S 
strain IBS 193 16 


2297826 2297744 14 


39662 Bacteria_16S 2308451 2308369 14 


strain K24 16S ribosomal RNA, partial sequence 


Proteobacteria; 
39662 Bacteria_16S 
strain IBS 325 16 


2396255 2396173 14 


Thermodesulfobacteria; 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 
Betaproteobacteria; Burkholderiales; Al 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


Thermode 


95 219857553 


sequence 


gi 


105 219857541 
sequence 


Gammaproteobacteria; 


gi 


95 gi| 219857532 
2296489 22979 
llaceae; 
gi|219857524 


2307079 23085 


95 


95 gi| 219857463 
2394935 23963 


llaceae; 


Erythrobacteraceae; 


2153652 21550 
Acetobacteraceae; 


22217 
Xanthobacteraceae; 


sulfobacteriales; 


Spirochaetaceae; 


Chromatiales; 


caligenaceae; 


39662 Bacteria_16S 2431256 24311701 86 gi| 219857437 |ref|NR_025025.1 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 243135 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; P 
39662 Bacteria_16S 2441951 2441857 14 105 gi|219857426|ref|NR_025014.1 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioal 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospirace 
39662 Bacteria_16S 2458591 2458509 14 95 gi|219857411|ref|NR_024999.1 


taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 


taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 
39662 Bacteria_16S 
strain JSS-26 16S 
Proteobacteria; Alphaproteobacteria; 
39662 Bacteria_16S 2461574 2461492 14 
strain JSS-7 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
39662 Bacteria_16S 
strain Z-2189 16S 
Firmicutes; Clostridia; 


2460082 2460000 14 


2467775 2467693 14 


Clostridiales; 


ribosomal RNA, partial sequence 
Sphingomonadales; 
Sphingomonadales; 


ribosomal RNA, partial sequence 
Clostridiaceae; 


Sphing 
95 gi|219857410 
2458757 24601 
Sphingomon 
gi| 219857409 
2460248 24616 
Sphingomon 
gi| 219857405 
2466381 24678 
Clostridiu 


95 
sequence 


95 


39662 


nitratis strain ALJ12 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 


39662 


Bacteria_16S 


Bacteria_16S 


2470807 2470713 14 


2576413 2576331 14 


105 


95 


219857403 

24694 
Ecto 

219857284 


gi 


gi 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; 


39662 Bacteria_16S 2619557 2619475 14 


strain CKB 16S ribosomal RNA, partial sequence 


sequence 
Burk 
gi|219857253 
2618180 26196 


95 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


39662 Bacteria_16S 2625652 2625558 14 


105 gi|219857248 


ref |NR_025221.1 


ref|NR_025172.1 


ref|NR_025120.1 
Bartonella. 
ref|NR_025112.1 
60 Pigmentiphaga 


ref|NR_025051.1 


Bartonella. 


2457264 245870 
omonadales; Sphi 


ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024993.1 


m. 
ref |NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref|NR_024915.1 

2575008 257651 
holderiales; Alc 
ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 


Treponema. 


Porphyrobacter. 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 
Rubritepida. 


Xanthobacter 


92 2223169 Xanthobacter aminoxidans 
Xanthobacter. 


Desulfobulbus 
6 Desulfobulbus 


Desulfobulbaceae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


Thermodesulfobacteriaceae; 


Treponema 
9 Treponema 


Thioalkalivibrio 
3 Thioalkalivibrio 


Ectothiorhodospiraceae; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 


Pigmentiphaga. 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Papillibacter 

9 Papillibacter 
apillibacter. 
Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Sphingopyxis 

6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thioalkalivibrio 
kalivibrio nitratis 

ae; Thioalkalivibrio. 
Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Dechloromonas agitata 
agitata Bacteria; 


ref |NR_024878.1 


Rhodanobacter 


lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 


lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Rhodanobacter. 
39662 


Bacteria; 
39662 
floricola strain 
Bacteria; 


39662 


Bacteria_16S 2675606 2675524 14 95 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Proteobacteria; Betaproteobacteria; Thiobacter. 
Bacteria_16S 2696349 2696267 14 95 gi|219857191|ref|NR_024819.1| Saccharibacter 
S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
Bacteria_16S 2828765 2828683 15 95 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 


strain IHB1 16S r 
Thermotogae; 


39662 


acidipiscis strai 


Bacteria_16S 


acidipiscis Bacteria; 


39662 


strain S37 16S ri 


39662 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


39662 


strain CreCitl 16 
Proteobacteria; 


39662 


strain DSM 11603 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


2837905 2837832 14 


Firmicutes; 
2966115 2966033 14 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


2995058 2994976 14 


3054376 3054294 14 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


3106950 3106868 14 


3197964 3197882 14 


Sphingomonadales; 


2827347 28288 


86 gi|219856899 


n FS60-1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


95 gi|219856812 


2964771 29662 
95 


gi| 219846927 


n AF3.10 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 


95 gi|219846886 


3052993 30544 
95 


gi|219846851 


16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


95 gi| 219846790 


Lactobacillaceae; 


Sphingomonadaceae; 


Rhizobiale 


sibiricus strain 


sibiricus Bacteri 
Sandaracinobacter. 
Bacteria_16S 


39662 
strain IFO 10550 


RB16-17 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


3209896 3209814 14 


39662 


Bacteria_16S 


3211388 3211306 14 


Sphingomonadales; 


95 gi|219846782 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 


95 gi|219846781 


strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 32115 


Proteobacteria; Alphaproteobacteria; 


39662 


strain TagT2C 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


39662 


strain NZ35 16S r 
Firmicutes; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


3240285 3240203 14 


Sphingomonadales; 


strain LMG 2142 1 


39662 


ruminis strain DS 
Bacteria; 


39662 


hydrogenotrophica 
hydrogenotrophica 


39662 


autotrophicus str 
Bacteria; 


39662 


Bacteria_16S 
Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3297734 3297652 14 


Clostridia; 
3299261 3299179 14 


strain S5a36 16S ribosomal RNA, partial 
Bacteria; 


Firmicutes; 
3308474 3308392 14 


3309936 3309854 14 


Sphingomonadales; 


strain 301 16S ribosomal RNA, partial sequence 


95 gi|219846761 


3238968 32403 


3241722 3241640 14 95 gi|219846760 
ibosomal RNA, partial sequence 3240430 32418 
Clostridiales; Clostridiaceae; Thermobrac 
3262744 3262662 14 95 gi| 219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 


Sphingomon 


95 219846723 


gi 


M 9787 16S ribosomal RNA, partial sequence 32963 
Clostridiales; 


Lachno 
gi 


spiraceae; 
219846722 
sequenc 
stridiales 
219846716 


95 


Clo 
gi 


Clostridia; 
95 


ain 7c 16S ribosomal RNA, partial sequence 33071 
Proteobacteria; Alphaproteobacteria; Rhizobiale 


s; Xanth 
gi|219846715 
3308619 33100 


95 


Sphingomonadaceae; 


NR_024718.1 
2836503 283790 


ref|NR_024631.1 
22 Sphingopyxis 


ref|NR_026519.1 
2993732 299516 
s; Rhizobiac 


ref |NR_026478.1 


Formivibrio. 
ref |NR_026443.1 
51 Aquamicrobium 


ref|NR_026382.1 
196654 319807 


Sphing 


Ww 


ref |NR_026374.1 
Sphingo 
ref |NR_026373.1 
03 Sphingomonas 
Sphingo 
ref |NR_026353.1 
79 Xanthobacter 
ref |NR_026352.1 
hium. 
ref|NR_026338.1 


49 Thermosipho japonicus Bacteria; 


Lactobacillus 
8 Lactobacillus 


Lactobacillus. 


Sphingopyxis chilensis 


chilensis Bacteria; 
Sphingopyxis. 


Agrobacterium 
8 Agrobacterium 
eae; 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Aquamicrobium defluvii 
defluvii Bacteria; 


Aquamicrobium. 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Sphingomonas mali 


11 Sphingomonas mali Bacteria; 
Sphingomonadaceae; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Xanthobacter tagetidis 


tagetidis Bacteria; 
Xanthobacter. 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Sphingomonas trueperi 


78 Sphingomonas trueperi Bacteria; 


adaceae; Sphingo: 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref|NR_026314.1 
e 3297885 329934 
; Blautia. 
ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref |NR_026307.1 


monas. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 

2 Blautia 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


30 Xanthobacter flavus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


39662 


39662 
strain DSM 7345 1 
Proteobacteria; 
39662 


Proteobacteria; 
39662 
strain 743A 16S r 
Firmicutes; 
39662 


Bacteria_16S 
strain BN6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


Deltaproteobacteria; Desulfuromonadales; 
Bacteria_16S 
strain JB13 16S ribosomal RNA, partial sequence 


Clostridia; 
Bacteria_16S 


3312884 3312802 14 95 gi| 219846712 
3311548 33129 
Sphingomonadales; Sphingomon 
3490050 3489964 9 94 gi| 219846583 
6S ribosomal RNA, partial sequence 3488653 34901 
Desulfur 
gi| 219846518 


3585997 35874 


3587398 3587316 14 95 


Gammaproteobacteria; Methylococcales; Methylococc 
Bacteria_16S 


3596613 3596531 14 95 gi|219846511 
ibosomal RNA, partial sequence 3595254 35967 
Clostridiales; Clostridiaceae; Clostridiu 
3604322 3604240 14 95 gi| 219846504 


ae; Xanthobacter 
ref|NR_026304.1 


adaceae; Sphingo 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026103.1 


m. 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 

Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Clostridium populeti 


42 Clostridium populeti Bacteria; 


ref|NR_026096.1 


Sinorhizobium saheli 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
Sinorhizobium. 


39662 


strain H152 16S r 


Bacteria_16S 


3657223 3657141 14 


95 


ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


39662 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


39662 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


39662 


flavefaciens stra 
Bacteria; 


39662 


strain RT4. 
Firmicutes; 


39662 


strain F9251 16S 


39662 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


39662 


strain BN 126 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


Bl 16S ribosomal RNA, 
Clostridia; 


3768346 3768264 5 


3772864 3772766 9 
Proteobacteria; 
3832082 3832000 14 


Clostridia; 
3880586 3880504 14 


Clostridiales; 
3894557 3894475 14 


3939951 3939869 14 


TK 0001 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteria; 


3941389 3941307 14 


86 


105 


95 


Clostridiales; 


95 


95 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
219846266 


95 


95 


ribosomal RNA, partial sequence 


Rhizobiaceae; Sinorhizobium/Ensifer group; 


gi 


Rhizobiaceae; 


gi 


SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteria; 


gi 


gi 


gi 


gi 


gi 


complete s 


gi 


sequence 


21984634 


in C94 16S ribosomal RNA, partial sequence 38307 
Ruminococcaceae; 
219846309 
complete sequence 3879197 38807 
Clostridiaceae; 


equence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 


39662 


strain PW2 16S ri 


Bacteria_16S 


3945774 3945692 14 


95 


bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


39662 


strain 101 16S ri 


Bacteria_16S 


3950156 3950074 14 


95 


bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


39662 


strain 2761 
Proteobacteria; 


39662 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


39662 


strain SW-161 16S 


Bacteria_16S 
16S 


Bacteria_16S 


Bacteria_16S 


3965215 3965133 14 


3966671 3966589 14 


3995971 3995889 14 


95 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
219846248 
sequence 


95 


95 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi 


gi 


GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


gi 


Sphingomonadales; 


a; 


219846467 
3655877 36573 


Desulfovibrionales; 


219846383 
train H2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Rhizobiales; 


219846265 
3940082 39414 


219846262 
3944448 39458 
Acetobacteraceae; 
219846259 
3948831 39502 
Acetobacteraceae; 
219846249 
3963836 39652 


Sphingomonadales; 


219846228 
3994645 39960 
Erythrobacteraceae; 


39662 Bacteria_16S 3997462 3997380 14 95 gi| 219846227 |ref|NR_025817.1 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 399757 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryth 
Erythrobacter. 

39662 Bacteria_16S 3998956 3998874 14 95 gi|219846226|ref|NR_025816.1 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 399906 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryt 
Porphyrobacter. 

39662 Bacteria_16S 4001880 4001798 14 95 gi|219846224|ref|NR_025814.1 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 400199 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Sphingopyxis. 

39662 Bacteria_16S 4026065 4025983 14 95 gi|219846206|ref|NR_025796.1 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 40261 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 4036833 4036751 14 95 gi|219846199|ref|NR_025789.1 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 
39662 Bacteria_16S 4038346 4038264 14 95 gi|219846198|ref|NR_025788.1 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomo 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

39662 Bacteria_16S 4459 4366 14 105 gi|265679061|ref|NR_029369.1 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
39662 Bacteria_16S 249667 249594 14 86 gi|265678896|ref|NR_029204.1 


ref|NR_026059.1 


ref|NR_025977.1 
3766971 376838 


ref|NR_025974.1 
3771473 377289 


Desulfuromonadales; 


1|ref|NR_025931.1 
Ruminococcus. 
ref|NR_025899.1 


ref|NR_025889.1 
Bartonella. 
ref|NR_025856.1 
3938625 394003 
Methylobac 


ref|NR_025855.1 
Afifella. 
ref|NR_025852.1 


Acidocel 
ref|NR_025849.1 
Acidocel 


ref|NR_025839.1 


ref |NR_025838.1 
3965346 396678 
Sphin 


ref|NR_025818.1 
85 Erythrobacter 
Erythr 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 
Rhizobium/Agrobacterium group; Rhizobium. 
219846386 


Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionaceae; 


Geobacter 
0 Geobacter 
Geobacteraceae; 


Ruminococcus 


35 3832122 Ruminococcus flavefaciens 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 
Caloramator. 
219846299 
3893217 38946 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Methylobacterium 
1 Methylobacterium 
teriaceae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Acidocella facilis 


54 Acidocella facilis Bacteria; 


las 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 


gomonadaceae; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Legionella erythra 


Legionella erythra Bacteria; 


Microvirgula 


aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Microvirgula. 


39662 


39662 


39662 


Amaricoccus. 
39662 
strain CDC F5101 
Proteobacteria; 

39662 


Bacteria_16S 
strain Benl02 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 
strain Benl104 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 
kaplicensis strai 
kaplicensis Bacte 


Bacteria_16S 
B 


Bacteria_16S 
strain 2678 16S r 


251142 251049 14 105 
ribosomal RNA, partial sequence 


gi 


252624 252531 14 105 
ribosomal RNA, partial sequence 


gi 


254099 254006 14 105 gi 


290219 290146 14 86 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
316143 316062 15 95 gi 
ibosomal RNA, partial sequence 


249819 25124 


251300 25272 


n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


314818 31623 


265678895 


hodobacter 
265678894 


hodobacter 
265678893 
quence 

ia; Rhodob 


265678867 

28882 
caligenace 
265678850 


ref|NR_029203.1 


acea 
ref 


e; Amaricoc 
NR_029202.1 


aceae; Amaricoc 
ref|NR_029201.1 

252777 254201 
acterales; Rhod 


ref|NR_029173.1 
4 290348 Borde 
ae; Bordetella. 
ref|NR_029155.1 


fo} 


t 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 
c 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 
c 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Bordetella holmesii 
ella holmesii Bacteria; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

39662 Bacteria_16S 317607 317526 15 95 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

39662 Bacteria_16S 530096 530003 14 105 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

39662 Bacteria_16S 752266 752193 14 86 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

39662 Bacteria_16S 781210 781117 3 95 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
strain S-743 16S ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

39662 Bacteria_16S 842344 842271 14 86 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain Z4 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

39662 Bacteria_16S 904455 904362 14 105 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

39662 Bacteria_16S 935451 935358 14 105 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
39662 Bacteria_16S 1000194 1000101 14 105 gi| 265678378 |ref|NR_028680.1| Thiomicrospira 
chilensis strain Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

39662 Bacteria_16S 1052011 1051938 14 86 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

39662 Bacteria_16S 1061015 1060922 15 105 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

39662 Bacteria_16S 1130309 1130228 15 95 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

39662 Bacteria_16S 1193849 1193776 14 86 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

39662 Bacteria_16S 1245327 1245234 3 95 gi|219857537|ref|NR_025125.1| Desulfitobacterium 


metallireducens s 
metallireducens B 
39662 
subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 

39662 
subsp. ureaphilum 
facile subsp. ure 
Hyphomicrobium. 

39662 
strain SMP-10 16S 
Proteobacteria; D 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1309916 1309823 14 105 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


1311389 1311296 14 105 gi 
strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


1405421 1405328 14 105 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 


gi 


39662 


Sphingobium. 


Bacteria_16S 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; 


1404010 14055 


1 sequence 
ridiales; 

228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


219857153 


ocystineae 


1408360 1408287 14 86 gi 


Pept 


ria; 


eque 
teri 


1243915 124542 
ococcaceae; 
NR_027611.1 

130859 
Rhizobiales 


ref 
ence 


ref |NR_027610.1 


nce 131006 
a; Rhizobial 


ref|NR_024781.1 


; Ha 


liangiaceae; 


219846657 


8 Desulfitobacterium 
Desulfitobacterium. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


v 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 


ref|NR_026249.1 


140703 


Sphingomonadales; 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


39662 
strain DhA-35 16S 
Proteobacteria; 
39662 
oligospora strain 
oligospora Bacter 
Thermomonosporace 
39662 
strain B8 16S rib 
Proteobacteria; B 
39662 
strain B6 16S rib 
Proteobacteria; B 
39662 
alexandrii strain 
alexandrii Bacter 
39662 
thiooxidans strai 
thiooxidans Bacte 
39662 
schindleri strain 
schindleri Bacter 
39662 
strain DSM 11334 
Proteobacteria; 

39662 
strain Se-1111R 1 
Proteobacteria; B 
39662 
defragrans strain 
Bacteria; Proteob 
39662 
microaerophila st 
microaerophila Ba 
Thioalkalispira. 

39662 
micronuciformis s 
micronuciformis B 
39662 
strain K9951 16S 
Proteobacteria; 

39662 
fermentum strain 

Bacteria; Firmicu 
39662 
hongkongensis str 
hongkongensis Bac 
39662 
venustensis strai 
Bacteria; Proteob 
39662 
beliardensis stra 


B 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1469321 1469228 14 105 
ribosomal RNA, partial sequence 


gi 


1531216 1531111 3 105 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1549548 1549475 14 
osomal RNA, partial sequence 


s 


86 gi 


1551014 1550941 14 
osomal RNA, partial sequence 


86 gi 


1829147 1829054 14 105 


gi 
ia; Proteobacteria; Alphaproteobacteria; 
1879430 1879357 14 86 gi 


ria; Proteobacteria; Betaproteobacteria; 
1888841 1888768 14 86 gi 


ia; Proteobacteria; Gammaproteobacteria; 
1898100 1898027 14 86 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legio 
2191505 2191417 8 95 gi 
Z-7984 16S ribosomal RNA, partial sequen 
tes; Bacillales; Bacillaceae; Amphibacil 
2230781 2230708 14 86 gi 
ain HKU1 16S ribosomal RNA, partial sequ 
teria; Proteobacteria; Betaproteobacteri 
2264453 2264380 14 86 gi 
n ISO04 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanospir 
2503812 2503719 14 105 gi 
in Montbeliard Al 16S ribosomal RNA, par 


224581407 
1467942 14694 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
219857433 


equence 


Actinomycetales; 


219857245 
1548180 15495 
etaproteobacteria; Burkholderiales; Aquabacterium. 
219857244 
1549646 15510 
etaproteobacteria; Burkholderiales; Aquabacterium. 
219878317 
C116-18 16S ribosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
1947891 1947818 14 86 gi|219878230|ref|NR_025369.1 
6S ribosomal RNA, partial sequence 1946525 19480 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
2074601 2074528 14 86 gi|219878141|ref|NR_025280.1 
54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castel 
acteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Ca 
2127922 2127829 14 105 gi|219857650|ref|NR_025239.1 
rain ALEN 1 16S ribosomal RNA, partial sequence 2126557 212798 
cteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectot 
2141464 2141371 3 95 gi| 219857641 |ref|NR_025230.1 
train AIP 412.00 16S ribosomal RNA, partial sequence 214009 
acteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
2188416 2188323 14 105 gi|219857607|ref|NR_025196.1 


2187032 21885 


ce 21901 
lus. 


219857579 


ence 
a; 


ce 22630 
illales; 


219857380 
tial sequence 


Rhodobacterales; 
219878282 
n CS-K2 16S ribosomal RNA, partial sequence 

Burkholderiales; 
219878273 
LUH5832 16S ribosomal RNA, partial sequence 

Pseudomonadales; 
219878265 
16S ribosomal RNA, partial sequence 1896710 18982 


Neisseriales; 
219857557 


beliardensis Bact 


39662 


strain A3.12 16S 
Proteobacteria; 


39662 


strain VP-6 16S r 


39662 


strain ATCC 19624 
Proteobacteria; 


39662 


alkanoclasticum s 
alkanoclasticum B 


39662 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


Proteobacteria; 
2534176 2534083 14 


2538513 2538428 11 


2547218 2547145 14 


2634759 2634671 8 


Firmicutes; Bacilla 


2639383 2639290 14 
Proteobacteria; 


2650106 2650033 14 


105 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; 


95 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


train MAE2 16S ribosomal RNA, partial 
acteria; 


strain BS5-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 


gi|219857355 
2532800 25342 


gi|219857352 
2537193 25385 


in 130Z 16S ribosomal RNA, partial sequence 
eria; 


Bacteriovoracaceae; 


ref|NR_027188.1 
Zoogloea. 
ref|NR_025021.1 

1529847 153130 


ref|NR_024875.1 
95 Aquabacterium 


ref |NR_024874.1 
61 Aquabacterium 


ref|NR_025456.1 
1827843 182926 


ref |NR_025421.1 
1878060 187954 


ref |NR_025412.1 
1887472 188893 


ref |NR_025404.1 


Legionella. 
ref|NR_025193.1 
08 2191561 Amphib 


ref|NR_025167.1 

2229404 223086 
Neisser 
ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref |NR_024968.1 
250240 


Gammaproteobacteria; Legionellales; Legion 


ref |NR_024943.1 
56 Peredibacter 
Pered 


ref|NR_024940.1 


Hyphomonas. 

86 gi| 219857346 |ref|NR_024934.1 
2545837 2547323 Hylemo 

Hylemonella. 

95 gi|219857236|ref|NR_024864.1 
sequence 2633347 263479 

les; Planococcaceae; Planomicrobium. 
105 gi|219857232|ref|NR_024860.1 
2637974 263946 

Gammaproteobacteria; Pasteurellales; Paste 
86 gi|219857225|ref|NR_024853.1 


Hyphomonadaceae; 


Burkholderiaceae; 


Moraxellaceae; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Actinomadura 
8 Actinomadura 


Streptosporangineae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Limnobacter 
7 Limnobacter 
Limnobacter. 
Acinetobacter 
7 Acinetobacter 
Acinetobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Legionella busanensis 


07 Legionella busanensis Bacteria; 
nellaceae; 
219857605 


Amphibacillus 
acillus fermentum 


Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Planomicrobium 
1 Planomicrobium 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Azonexus fungiphilus 


2648722 2650196 Azonexus fungiphilus Bacteria; 


39662 


6a3 16S ribosomal 


Bacteria_16S 


Betaproteobacteria; 


39662 


Bacteria_16S 


2651609 2651536 14 


RNA, partial sequence 
Rhodocyclales; 


2780599 2780506 14 


86 
265 


Rhodocyclaceae; Azospira. 


105 


strain AP3 16S ri 
Proteobacteria; 
39662 
strain B3-1 16S r 
Proteobacteria; 
39662 


G 
Bacteria_16S 


2783532 2783439 14 


bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 


105 


ibosomal RNA, partial sequence 


gi| 219857224 
0247 2651682 Azosp 


gi|219857130 
2779259 27806 
Thiotrichacea 
gi|219857128 
2782197 27836 


ref|NR_024852.1| Azospira oryzae strain 
ira oryzae Bacteria; Proteobacteria; 
ref|NR_024758.1| Thiothrix eikelboomii 
79 Thiothrix eikelboomii Bacteria; 

e; Thiothrix. 

ref|NR_024756.1| Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Gammaproteobacteria; Thiotrichales; 
Bacteria_16S 


2850142 2850069 14 86 gi 


saccharophila strain DSM 654 16S ribosomal RNA, partial 


saccharophila Bac 
39662 
minutulum strain 


minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 


39662 
strain 087-AZ-H 1 
Proteobacteria; 


Bacteria_16S 


teria; Proteobacteria; 
2928398 2928325 14 86 gi 
ATCC 19193 16S ribosomal RNA, partial 
2990567 2990474 14 


105 gi 


Betaproteobacteria; 


6S ribosomal RNA, partial sequence 2989207 29906 
Gammaproteobacteria; Legionellales; Legionellaceae; 


Thiotrichaceae; 
ref 


219856891 
sequence 


219856838 
sequence 


219846930 


Burkholderiales; 
ref|NR_024657.1 
Oceanospiril 
ref 


Thiothrix. 


2848765 28502 


2927022 29284 
lales; 


Legionella. 


NR_024710.1 


Coma: 


Marin 
NR_026522.1 
58 Legionella tucsonensis Bacteria; 


6 


7 


39662 


strain LS-13 16S 
Proteobacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


2992103 2992010 14 


2993594 2993501 14 


105 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


105 


strain 441-1 16S 
Proteobacteria; 
39662 
denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


ribosomal RNA, partial sequence 


gi| 219846929 
2990709 29921 


gi| 219846928 
2992209 29936 


ref|NR_026521.1 
58 Fluoribacter 
e; Fluoribacter. 
ref |NR_026520.1 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Marinospirillum 
7 Marinospirillum 
ospirillum. 
Legionella tucsonensis 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Bacteria_16S 


3125068 3124975 14 
ain DSM 
teria; 


105 gi 
1869 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobact 


Gammaproteobacteria; Legionellales; Legionellaceae; 


219846839 
1 sequence 
eria; 


ref 


Rhizobiales; 


Legionella. 


3123738 31251 


NR_026431.1 


Hyphomi 


8 


39662 


DSM 11303 16S rib 
Deinococcus-Thermus; 


39662 


radiophilus strain DSM 2 
radiophilus Bacteria; Deinococcus-Thermus; 


39662 


radiodurans strain DSM 2 
radiodurans Bacteria; 


39662 


proteolyticus str 
proteolyticus Bac 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal 


3147476 3147383 14 

RNA, partial sequence 

Deinococci; Deinococcale 
3167350 3167257 14 


3168866 3168773 14 


Deinococcus-Thermus; 
3170382 3170289 14 


Deinococcus-Thermus; 
3268732 3268639 14 


105 


S; 
105 


0551 16S ribosomal RNA, partial 
Deinococci; 


105 


0539 16S ribosomal RNA, partial 
Deinococci; 


105 


ain DSM 20540 16S ribosomal RNA, partial 
teria; 


Dei 
105 


strain L2 16S rib 
Proteobacteria; 


osomal RNA, partial sequence 


gi|219846824 
3146120 31475 
Deinococcaceae; D 
gi|219846810 
sequence 
Deinococca 
219846809 
sequence 
Deinococca 
219846808 
sequenc 
nococci; Deinococ 
gi|219846742 
3267345 32688 


gi 


gi 


ref|NR_026416.1 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


einococcus. 
ref|NR_026402.1 

3165996 316746 
les; Deinococcac 
ref|NR_026401.1 

3167516 316898 
les; Deinococcac 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026334.1 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Gammaproteobacteria; Legionellales; Legionellaceae; 


Legionella. 


39662 Bacteria_16S 3270265 3270192 14 86 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 
strain Feox-1 16S ribosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 

39662 Bacteria_16S 3300769 3300696 14 86 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

39662 Bacteria_16S 3323563 3323490 8 80 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

39662 Bacteria_16S 3363356 3363267 8 95 gi|219846675|ref|NR_026267.1| Salimicrobium album 


strain DSM 20748 


16S ribosomal RNA, partial sequence 3361953 33634 


41 Salimicrobium 


album Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

39662 Bacteria_16S 3383063 3382990 14 86 gi|219846661|ref|NR_026253.1| Methylophaga 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 3383157 Methylophaga 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

39662 Bacteria_16S 3384601 3384528 14 86 gi|219846660|ref|NR_026252.1| Methylophaga marina 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methylophaga marina Bacteria; 


Proteobacteria; 


39662 


strain 106 16S ri 
Proteobacteria; 


39662 


strain Anox B 16S 
Proteobacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3557117 3557024 14 


3590486 3590413 14 


3614903 3614810 3 


Gammaproteobacteria; Thiotrichales; Pisciricketts 


105 


bosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


86 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 


95 


gi|219846538 
3555718 35572 


gi|219846516 
3589120 35906 
Ideonella. 


iaceae; Methylop 
ref |NR_026130.1 


haga. 
Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


; Zoogloea. 
ref|NR_026108.1 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


gi| 219846496 


ref|NR_026088.1 


Alloiococcus otitis 


strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 


Firmicutes; 


Lactobacillales; 


Carnobacteriaceae; Alloiococcus. 


39662 
strain VKM-14L 16 
Proteobacteria; 
39662 


tamworthensis Bac 
Amaricoccus. 
39662 


aeschlimannii Bac 
Rickettsia; spott 
39662 
libanotica strain 
libanotica Bacter 
Thermomonosporace 
39662 
strain RB 16S rib 


Bacteria_16S 


G 
Bacteria_16S 
tamworthensis str 


Bacteria_16S 
aeschlimannii str 


Bacteria_16S 


Bacteria_16S 


3651146 3651073 14 86 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3655721 3655628 14 105 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


gi 


3680235 3680154 15 95 gi 
ain Mcl6 16S ribosomal RNA, partial se 

teria; Proteobacteria; Alphaproteobact 

ed fever group. 

3731201 3731096 3 105 gi 
IFO 14095 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

ae; Actinocorallia. 

3781955 3781874 15 

osomal RNA, partial sequence 


se 
Ac 


95 gi 


219846471 
3649747 36512 
et 
219846468 
se 
er 


219846451 
qu 


er 


219846414 


219846376 
3780594 37820 


ref 


hylococec 
ref 
quence 
ia; Rhod 


ref 
ence 
ia; Rick 
ref 
quence 
tinomyce 


ref 


acea 


obac 


3678896 36803 
etts 


3729869 37312 
tale 


NR_026063.1 


35 Methylocaldum 
e; Methyloca 


NR_026060.1 


3654403 365582 
Rho 


terales; 
NR_026042.1 
iales; Rick 
NR_026005.1 
S; 


Streptos 


NR_025967.1 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

39662 Bacteria_16S 3834969 3834888 15 95 gi|219846339|ref|NR_025929.1 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

39662 Bacteria_16S 3847099 3847018 15 95 gi|219846331|ref|NR_025921.1 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 
39662 
strain ATCC VR-61 
Bacteria; Proteob 
spotted fever gro 
39662 
strain Mtul 16S r 


Bacteria_16S 


Bacteria_16S 


in 3-7-6 16S ribosomal RNA, complete s 
eria; Proteobacteria; Alphaproteobacte 
ed fever group. 

3848589 3848508 15 95 gi 
1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Ricketts 
up. 


eq 
5 a8 


ia 


3850079 3849998 15 95 
ibosomal RNA, partial sequence 


gi 


219846330 


219846329 
3848728 38501 


uence 


a; Rickettsi 


ref 
38472 
les; Rickett 


ref 


3845748 38471 


38 3848677 Ricke 


8 
ales; Ricke 
NR_025920.1 
siaceae; Ri 


NR_025919.1 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 
39662 Bacteria_16S 3854634 3854561 14 86 gi|219846326|ref|NR_025916.1 


strain SS-1 16S r 
Proteobacteria; B 
39662 
strain ATH 2.2.1 
Proteobacteria; 

39662 
strain SGT-39 16S 
Proteobacteria; G 
39662 
strain P2 16S rib 


B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3962198 3962125 14 86 gi 


pt 


etaproteobacteria; Burkholderiales; Rubr 
4069945 4069852 15 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
4095794 4095710 23 105 gi 


osomal RNA, partial sequence 


ie 


3853246 38547 


219846251 
16S ribosomal RNA, partial sequence 3960828 39622 


219846173 
4068567 40700 


219846156 
4094388 40957 


othrix. 
ref 


ivivax. 
ref 
llaceae; Aqu 
ref 


NR_025841.1 


NR_025763.1 


icella. 
NR_025746.1 


2 
e 


7 
Pp 


t 


tc 
Cc 


Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 
Ruminococcus albus 
Bacteria; Firmicutes; 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

39662 Bacteria_16S 4176710 4176637 14 86 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

39662 Bacteria_16S 4178195 4178122 14 86 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
39662 Bacteria_16S 4190440 4190367 14 86 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

39662 Bacteria_16S 40597 40509 8 95 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 49752 49672 4 82 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
39662 Bacteria_16S 72559 72455 4 105 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

39662 Bacteria_16S 111886 111794 14 104 gi|265678988|ref|NR_029296.1| Treponema maltophilum 


strain BR 16S rib 
Spirochaetes; Spi 


osomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 


39662 
strain Prevot 247 


Bacteria_16S 


127319 127215 4 105 gi 
7B 16S ribosomal RNA, partial sequence 


110499 11199 


265678978 


ref 


NR_029286.1 


2 Treponema maltophilum Bacteria; 


Actinomyces meyeri 


125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


39662 


Bacteroidetes; 
39662 
strain 113-1 16S 


Firmicutes; Erysi 


39662 
strain MSB-8 16S 
Thermotogae; 


Bacteria_16S 
strain R-10 16S r 


Sp 
Bacteria_16S 


Ther 


133355 133263 16 105 
ibosomal RNA, complete sequence 
hingobacteria; 
186626 186538 8 95 

ribosomal RNA, partial sequence 


gi 


gi 


305451 305371 15 93 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 


gi 


131953 13349 
Sphingobacteriales; Rho 


185230 18674 
pelotrichi; Erysipelotrichales; Erysip 
Bacteria_16S 
304028 30558 


39662 Bacteria_16S 387301 387206 14 105 gi| 265678797 
effusa strain AP103 16S ribosomal RNA, partial sequence 38592 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; S 
39662 Bacteria_16S 453641 453553 8 95 gi| 265678752 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 
Firmicutes; Bacillales; Macrococcus. 

39662 Bacteria_16S 455240 455152 8 95 gi| 265678751 
strain R 16086 16S ribosomal RNA, complete sequence 453819 45536 
Firmicutes; Bacillales; Macrococcus. 

39662 Bacteria_16S 507288 507184 4 105 gi| 265678714 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Pseudonocardiaceae; Pseudonocardia. 

39662 Bacteria_16S 523993 523889 4 105 gi| 265678703 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 52260 


Bacteria; Actinob 
Pseudonocardia. 
39662 
strain CCUG 42773 


Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


596821 596717 4 105 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


39662 
strain 19glyl 16S 
Firmicutes; Clost 
39662 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 
39662 
succinus subsp. s 
39662 
smaragdinae DSM 1 
11293 Bacteria; S 
39662 
DSM 4359 16S ribo 
Thermotogae; Ther 
39662 
DSM 15641 16S rib 


Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Cori 
Cryptobacterium. 

39662 Bacteria_16S 1264745 1264653 14 104 gi|219846655 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 

lecithinolyticum Bacteria; Spirochaetes; Spirochaetales; Spirocha 
39662 Bacteria_16S 1294881 1294793 8 95 gi| 228715348 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 

subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 1320718 1320630 8 95 gi| 228715347 


subsp. urealyticu 


capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Stap 
39662 Bacteria_16S 1322260 1322172 8 95 gi| 228715346 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial se 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphy 
39662 Bacteria_16S 1434451 1434363 8 95 gi| 224581433 
strain GD521 16S ribosomal RNA, partial sequence 1433051 14345 
Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 1479972 1479884 8 95 gi| 219878381 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequen 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 
39662 Bacteria_16S 1513041 1512949 14 104 gi| 219878127 
strain 8025 16S ribosomal RNA, partial sequence 1511717 15130 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
39662 Bacteria_16S 1620706 1620614 16 105 gi| 219878463 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


727230 727138 4 95 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
921515 921435 14 93 gi 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Coriobacte 
Slackia. 

1019807 1019719 8 


gi 


’ 


95 gi 


1169643 1169560 14 96 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1203026 1202946 15 93 gi 


motogales; Thermotogaceae; 
1209076 1208996 14 
osomal RNA, partial sequence 


Thermotoga. 
93 gi 


s strain MAW 8436 16S ribosomal RNA, p 


725825 72731 


uccinus strain AMG-D1 16S ribosomal RN. 
Staphylococcus succinus subsp. 
Bacteria_16S 


succinus Bacteria; 


1207714 12091 


265678974 


dothermace 
265678939 


elotrichac 
265678857 


ales; Pseu 
265678655 

59545 
nomycineae 
265678564 


Succinisp 
265678431 
al sequenc 
ridae; Cor 


265678365 
A, complet 


228719827 
ce 11682 
taceae; Sp 
228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 


228715352 


artial seq 


Firmicutes; 


ref |NR_029282.1| Rhodothermus marinus 
5 Rhodothermus marinus Bacteria; 
ae; Rhodothermus 
ref|NR_029247.1| Clostridium ramosum 
8 Clostridium ramosum Bacteria; 
eae. 
ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_029102.1 
1 387397 Hydroc 


Hydrocarboniphaga 
arboniphaga effusa 
inobacteraceae; Hydrocarboniphaga. 
ref|NR_029057.1] Macrococcus lamae 
8 Macrococcus lamae Bacteria; 
ref 


NR_029056.1| Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


ref|NR_029019.1 
505922 507359 
tales; Pseudonoc 


Pseudonocardia 
nocardia benzenivorans 


ref|NR_029008.1 
2 524095 Pseudo 


donocardineae; Pseudonocardiaceae; 
ref|NR_028960.1| Actinomyces funkei 

5 596820 Actinomyces funkei Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_028868.1| Succinispira mobilis 
9 Succinispira mobilis Bacteria; 

ira. 

ref |NR_028733.1| Slackia 

e 920164 921628 Slackia 


iobacteriales; Coriobacterineae; 

ref|NR_028667.1| Staphylococcus 

e sequence 1018386 1019933 
Bacillales; Staphylococcus. 

ref|NR_027585.1| Spirochaeta 

43 1169775 Spirochaeta smaragdinae DSM 

irochaeta. 

ref|NR_027530.1| Thermotoga neapolitana 


a neapolitana DSM 4359 Bacteria; 
ref|NR_027524.1| Cryptobacterium curtum 
42 Cryptobacterium curtum DSM 15641 


obacterineae; Coriobacteriaceae; 


ref|NR_026247.1 

1263357 126483 
etaceae; Trepone 
ref|NR_027520.1 
1293463 129495 


Treponema 
5 Treponema 
ma. 

Staphylococcus equorum 
6 Staphylococcus equorum 


ref 
uenc 
hylo 
ref 
quen 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
lococcus. 
ref|NR_027215.1| Staphylococcus felis 
25 Staphylococcus felis Bacteria; 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


ref|NR_025520.1 
ce 1478573 148010 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 


ref|NR_025266.1| Histophilus somni 
77 Histophilus somni Bacteria; 

eae; Histophilus. 

ref|NR_025602.1| Algoriphagus 


1619338 1620810 Algoriphagus 


aquimarinus Bacteria; Bacteroidetes; 


Sphingobacteria; 


Sphingobacteriales; Cyclobacteriaceae; 


Algoriphagus. 

39662 Bacteria_16S 1739563 1739459 4 105 gi|219878382|ref|NR_025521.1]| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

39662 Bacteria_16S 1800102 1799998 4 105 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

39662 Bacteria_16S 1818562 1818470 16 105 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

39662 Bacteria_16S 1902547 1902443 4 105 gi|219878262|ref|NR_025401.1]| Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

39662 Bacteria_16S 1925001 1924897 4 105 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

39662 Bacteria_16S 1952557 1952453 4 105 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

39662 Bacteria_16S 1958453 1958349 4 105 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

39662 Bacteria_16S 1984431 1984351 14 93 gi|219878206|ref|NR_025345.1]| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

39662 Bacteria_16S 1986015 1985935 14 93 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

39662 Bacteria_16S 2089892 2089797 14 105 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

39662 Bacteria_16S 2167156 2167052 4 105 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

39662 Bacteria_16S 2520502 2520422 14 93 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

39662 Bacteria_16S 2531112 2531024 8 95 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 2908613 2908525 8 95 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 2910159 2910071 8 95 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 2911703 2911615 8 95 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 2913245 2913157 8 95 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 2914789 2914701 8 95 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 2916332 2916244 8 95 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 2917874 2917786 8 95 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 3013328 3013224 4 105 gi| 219846915 |ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 


39662 Bacteria_16S 3052817 3052719 9 105 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

39662 Bacteria_16S 3122032 3121944 8 95 gi|219846841|ref|NR_026433.1] Ammoniphilus 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 3120644 3122140 Ammoniphilus 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
39662 Bacteria_16S 3123579 3123491 8 95 gi|219846840|ref|NR_026432.1]| Ammoniphilus 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

39662 Bacteria_16S 3133954 3133850 4 105 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

39662 Bacteria_16S 3150553 3150471 14 95 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
39662 Bacteria_16S 3205397 3205305 14 104 gi|219846785|ref|NR_026377.1| Treponema amylovorum 
strain HA2P 16S ribosomal RNA, partial sequence 3204032 3205474 Treponema amylovorum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

39662 Bacteria_16S 3219007 3218915 16 105 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

39662 Bacteria_16S 3456582 3456478 4 105 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

39662 Bacteria_16S 3470263 3470159 4 105 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

39662 Bacteria_16S 3666558 3666466 4 95 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 

39662 Bacteria_16S 3845626 3845538 8 95 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 3845697 Staphylococcus warneri Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 3978385 3978335 45 95 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 
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subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


ocardineae; Actinosynnemataceae; Actinosynnema. 


Actinomycetales; 


ref |NR_028766.1 


ref|NR_028764.1 


ref |NR_028763.1 


ref |NR_028760.1 


ref|NR_028758.1 


ref |NR_028738.1 


912332 


ref |NR_028737.1 


sequence 


ref|NR_028735.1 


ref|NR_028734.1 


ref |NR_028700.1 
967981 969477 


ref|NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref|NR_028659.1 

1030633 103211 
etales; Micromon 
ref|NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028648.1 


eae; 
ref 


neae; Micromonos 


ref|NR_028644.1 
eae; Nocardiacea 
ref |NR_028612.1 

1098650 110009 
cetales; Strepto 


253680758 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 
Cupriavidus. 


Streptomyces 


6 877087 Streptomyces scopiformis 
Streptomycetaceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Lentzea californiensis 


9 881579 Lentzea californiensis 
Actinosynnemataceae; 


Catellatospora 


0 883139 Catellatospora koreensis 
Micromonosporineae; 


Micromonosporaceae; 


Lechevalieria 
913840 Lechevalieria 


Pseudonocardineae; 


Actinosynnema 
913891 915394 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
Gordoniaceae; 


Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 
Gordoniaceae; 


Gordonia. 
Kitasatospora 
Kitasatospora 


Streptomycineae; 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Micromonospora 
4 Micromonospora 


osporineae; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


ref|NR_028006.1 


Nocardia ignorata 


1147115 1148603 Nocardia ignorata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


39662 Bacteria_16S 1160569 1160474 1 


acetoxidans DSM 771 16S ribosomal RNA, partial sequence 
Clostridiales; 


DSM 771 Bacteria; 
39662 Bacteria_16S 


Firmicutes; 
1171225 1171118 1 


DSM 43833 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermobispora. 
39662 Bacteria_16S 1290334 1290267 14 
strain VPI 0546 16S ribosomal RNA, 
Actinobacteria; Coriobacteridae; 
39662 Bacteria_16S 
strain LM 161 16S 


1300754 1300647 1 
ribosomal RNA, 


39662 Bacteria_16S 1308442 1308335 1 


thermoviolaceus subsp. 


Actinobacteridae; 
39662 


Actinomycetales; 
Bacteria_16S 1326857 1326750 1 


YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


39662 Bacteria_16S 1346767 1346660 1 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brachybacterium. 


39662 Bacteria_16S 1349839 1349732 1 


DSM 10542 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sanguibacter. 
39662 Bacteria_16S 


1384489 1384410 14 


strain L1-82 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; Firmicutes; 
39662 Bacteria_16S 


Clostridia; 
1426691 1426584 1 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
39662 
coelescens strain 


Streptomyces. 
Bacteria_16S 1428256 1428149 1 


Clostridia; 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


95 gi 


105 gi 


80 gi 


complete sequence 1289055 12904 
Coriobacteriales; 


105 gi 


12 


105 gi 


thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. ther 
Streptomycineae; 


105 gi 


13 


105 gi 


105 gi 


13 


92 gi 


13 
105 gi 


105 gi 


AS 4.1594 16S ribosomal RNA, partial 


coelescens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
39662 


Streptomyces. 
Bacteria_16S 1432926 1432823 4 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 14315 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 


39662 Bacteria_16S 1440619 1440536 1 


strain LM 036 16S 
39662 


Bacteria_16S 1452745 1452662 1 


endolithica strain AA459 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


105 gi 


82 gi 


82 gi 


endolithica Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 
39662 Bacteria_16S 1475293 1475186 1 
subsp. 
subsp. 
Streptomycetaceae; 
39662 
subsp. 
subsp. 
Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 1495127 1495044 1 
caeruleus subsp. 


Streptomyces. 
Bacteria_16S 1489125 1489018 1 


rimosus strain JCM 4667 16S ribosomal RNA, 
rimosus Bacteria; Actinobacteria; Actinobacteridae; 


105 gi 


2 
albus strain DSM 40313 16S ribosomal RNA, partial 
albus Bacteria; Actinobacteria; Actinobacteridae; 


105 gi 


82 gi 


caeruleus strain DSM 44103 16S ribosomal 


Cori 


Str 


Lachnospiraceae; 


1439230 14407 


complete sequen 


228721485 


228719618 


1169826 11712 


219846501 


219846779 
99363 13008 


228721493 


219846136 
25499 13269 


228720938 


228720600 
48448 13499 


228716944 


83100 13845 


224581441 


224581440 
sequence 


224581434 


224581428 


224581419 
Actinomyc 
19878476 
sequence 
219857134 
Actino: 


219846703 
RNA, pa 


Peptococ 


Pseu 


obacterineae; 


ionibacter 


16S ribos 
moviolaceu 
eptomyceta 


ref 


1159166 1160688 Desul 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Micrococcineae; 


ref 


Ros 
ref 


ref 


ref 


lum. 
ref 


eae; 
ref 


etal 


ref 


ref 


myce 


ref 
rtia 


caceae; 


94 Thermobispora 
donocardineae; P 


ineae; 
omal 
ceae; 


44 Nocardia alba 
nebacterineae; 


e 1425302 142681 
Actinomycetales; 


1426862 142837 
Actinomycetales; 


17 1433000 Leptos 


1451367 145284 


1473916 147541 
Actinomyceta 


ce 1487741 148922 


NR_027608.1 


NR_027583.1 


NR_026093.1 


NR_026371.1 


NR_027616.1 


NR_025726.1 


NR_027599.1 


82 1346861 Brachy. 
Micrococcineae; 


NR_027595.1 


NR_027557.1 


eburia. 
NR_027223.1 


Strept 


NR_027222.1 


NR_027216.1 


NR_027210.1 


Actinosynne 
NR_027200.1 


es; Micromon 
NR_025615.1 
les; Strepto: 
NR_024762.1 
tales; Strep 


NR_026295.1 
1 sequence 


£ 


Coriobacteri 


Nocardiaceae; 
Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Sang 


Bacteria; 
Nocardia. 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


mataceae; 


osporineae; 


Streptomyces 
4 Streptomyces 
mycineae; 


Streptomyces 
5 Streptomyces 
tomycineae; 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
39662 Bacteria_16S 
strain DSM 20127 


1502550 1502443 1 
16S ribosomal RNA, 


39662 
brockii subsp. 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
39662 Bacteria_16S 


Bacteria_16S 1506976 1506894 14 


1522035 1521928 1 


Micromonosporineae; Micromonosporaceae; 


105 gi 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


95 gi 


lactiethylicus strain SEBR 5268 16S ribosomal RNA, 
lactiethylicus 
Thermoanaerobacteraceae; 


105 gi 


Thermoanaerobact 


Couchiop 
219846604 
15011 
219846365 


Bacteria; 


219857610 


lane 
ref 


> Mi 
ref 
par 


er. 
ref 


62 1502633 Sinomo 


Firmicutes; 


Ss. 
NR_026196.1 


crococcaceae 


; Sinomonas. 


NR_025956.1 
tial sequenc 


Nocardia 


NR_025199.1 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 


Couchioplanes 
1493762 1495216 


Desulfotomaculum 
otomaculum acetoxidans 
Desulfotomaculum. 

Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Atopobium parvulum 
02 Atopobium parvulum Bacteria; 
aceae; Atopobium. 
Kribbella koreensis 
72 Kribbella koreensis Bacteria; 
Nocardioidaceae; Kribbella. 
Streptomyces 
RNA, partial sequence 
s Bacteria; Actinobacteria; 
Streptomyces. 
Nocardia alba strain 


1307063 


Sanguibacter keddieii 
42 Sanguibacter keddieii DSM 10542 
uibacteraceae; 


Roseburia intestinalis 
81 Roseburia intestinalis L1-82 


Leptospirillum 
pirillum ferrooxidans 


Lentzea violacea 
37 Lentzea violacea Bacteria; 
Lentzea. 
Micromonospora 
3 Micromonospora 


albus 
albus 


rimosus 
rimosus 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 


Thermoanerobacter 
e 1505601 1507107 
Clostridia; 


39662 Bacteria_16S 1523599 1523516 14 96 gi| 219857543 |ref|NR_025131.1| Treponema parvum 
strain OMZ833 16S ribosomal RNA, partial sequence 1522207 1523691 Treponema parvum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

39662 Bacteria_16S 1528194 15281111 82 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

39662 Bacteria_16S 1532747 1532664 1 82 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

39662 Bacteria_16S 1535742 1535659 1 82 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

39662 Bacteria_16S 1538814 15387311 82 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

39662 Bacteria_16S 1543484 1543401 1 82 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 


diospyrosa Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Actinokineospora. 
39662 Bacteria_16S 1574900 1574817 1 


Ac 


82 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
39662 Bacteria_16S 1576426 1576343 1 82 gi 
strain JCM 9114 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
39662 Bacteria_16S 1590219 1590112 1 105 gi 
strain DSM 40258 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
39662 Bacteria_16S 1593315 1593208 1 105 gi 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Ac 
Streptomycineae; Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 1594861 15947541 105 gi 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, pa 
chrestomyceticus Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 1596408 1596301 1 105 gi 
sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 1597956 1597849 1 
strain DSM 43049 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
39662 Bacteria_16S 1599504 1599397 1 105 gi 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 1601052 1600945 1 
strain DSM 40597 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
39662 Bacteria_16S 1602600 1602493 1 105 gi 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


do 


pt 


rt 
2 

1 

7 


105 gi 


pt 


p 
te 


105 gi 
pt 


RN. 


219856868 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 15750 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 


219878483 


219878482 
id 


19878481 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 


219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 


219878477 


tinomycetales; 


ref |NR_024687. 


nocardineae; 
ref 
nocardineae; 
ref 
40 Streptomyces 
e; S 
ref 
sequ 
erid 


omycinea 


partial 15919 


tinobact 


ence 


ref 
ence 
nomy 


15934 
cetales; 


ial sequ 
ae; Acti 


ref 
1595032 15965 
cetales; 


sequence 
Actinomy 


ref 
77 Streptomyces 
e; Streptomy' 
ref 
artial seque 
ridae; Actin 


omycinea 


981 
es; 


nce 15 
omycetal 


ref 
73 Streptomyces 
e; Streptomy 
ref 
als 


omycinea 


A, parti equence 


Pseudono 


treptomycet 
NR_025622.1 


ae; Actinomy 
NR_025621.1 
st 
NR_025620.1 
Strept 
NR_025619.1 


cet 
NR_025618.1 


NR_025617.1 


cet 
NR_025616.1 


Cc 


e 


e 


a 


3 


8 
xr 


2 
fo} 


a 


2 


a 


ardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
Actinosynn 
NR_024686.1 
26 Lentzea waywayandensis Bacteria; 
Actinosynn 
NR_025624.1 


mataceae; Umezawaea. 
Lentzea waywayandensis 


mataceae; Lentzea. 
Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 

Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 1626749 1626642 1 105 gi| 219878459 |ref|NR_025598.1 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 162685 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Intrasporangiaceae; Arsenicicoccus. 

39662 Bacteria_16S 1666411 1666328 1 82 gi|219878431|ref|NR_025570.1 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

39662 Bacteria_16S 1671032 1670953 14 92 gi| 219878428 |ref|NR_025567.1 


strain 16351 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 


1669639 16711 


ostridium. 


39662 Bacteria_16S 1736512 1736413 9 105 gi 
vaccimaxillae strain R10176 16S ribosomal RNA, partial se 


219878384 


ref 
quence 


NR_025523.1 
1735130 1736622 Actinomyces 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Kibdelosporangium 
osporangium albatum 


seudonocardiaceae; 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Actinomyces 


vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 


39662 


Bacteria_16S 


1759509 1759402 1 


105 


strain SPR2 16S ribosomal RNA, partial sequence 


39662 


1760977 1760870 1 


105 


gi 


1758120 17596 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


gi 


219878366 


219878365 


sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 


sacelli Bacteria; 
Brachybacterium. 
39662 
fresconis strain 


Brachybacterium. 
39662 


Dermabacteraceae; 
39662 
strain ISP 5293 1 


39662 


39662 


Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Act 


Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


1762498 1762391 1 


1764020 1763913 1 


Brachybacterium. 
1772883 1772776 1 


1774381 1774274 1 


Streptomyces. 
1782058 1781951 1 


105 


105 


105 


105 


105 


strain 4-0 16S ribosomal RNA, partial sequence 


39662 


Cellulomonadaceae; 
39662 
strain DSM 46000 


39662 


Bacteria_16S 


1806295 1806188 1 


Oerskovia. 
1807833 1807726 1 


1810886 1810779 1 


105 


105 


105 


strain Kb2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


39662 
strain IMSNU 2200 


39662 
vibrioides strain 


vibrioides Bacteria; 
Bacteria_16S 
somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


39662 


Streptomycetaceae; 
39662 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
39662 


39662 


Bacteria_16S 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 
antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


1867324 1867241 1 


1881022 1880943 8 

FKBS1 16S ribosomal RNA, 

Firmicutes; Clostridia; 
2057810 2057703 1 


Streptomyces. 
2059349 2059242 1 


Streptomyces. 
2066890 2066783 1 


2111213 21111061 


105 


strain DSM 43030 
Actinobacteria; Actinoba 
39662 Bacteria_16S 
palatopharyngis strain 1 
palatopharyngis Bacteria 
Pseudonocardiaceae; Amyc 
39662 Bacteria_16S 
strain YIM 90001 16S rib 
Actinobacteria; Actinoba 
39662 Bacteria_16S 
strain F829 16S ribosoma 
Actinobacteria; Actinoba 


16S rib 


2139988 2139905 1 


2150559 2150476 1 


cteridae; Actinomycetales; 
82 
Bdz 16S 


olatopsis. 


82 


105 
1 RNA, partial sequence 


39662 
strain PK-Blue 16 


Bacteria_16S 


2168678 2168571 1 


105 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


39662 


Bacteria_16S 


2233816 2233709 1 


105 


gi 


gi 


gi 


Streptomycineae; 


gi 


gi 


1780670 17821 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Bacteria_16S 
paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


1809512 18109 
nebacterineae; 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


gi 


Streptomycineae; 


gi 


ribosomal RNA, partial 
; Actinobacteria; Actinobacteridae; 


gi 


gi 


219878364 


219878363 


219878355 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
Bacteria_16S 


219878354 


219878349 


219878332 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


219878329 


219873436 


osomal RNA, partial sequence 2109822 21113 


219857642 
sequence 


219857635 


osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardineae; 
2162518 21624111 


219857627 


2161153 21625 


gi 


cteridae; Actinomycetales; Corynebacterineae; 


219857623 


2167280 21687 


Streptomycineae; 


gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


39662 


2261330 2261223 1 


105 


gi 


219857577 
22324 


219857559 


inomycetales; 


sequence 1773034 17744 
Actinomycetales; 


sequenc 
Actinomycetales; 


Micrococcineae; Mic 


ref|NR_025505.1 


ref|NR_025504.1 
1759669 176107 


ref|NR_025503.1 
1761124 176259 


ref|NR_025502.1 


176264 


ref |NR_025494.1 
83 Streptomyces 


ref |NR_025493.1 


8 


ref |NR_025488.1 


ref|NR_025471.1 
e 1804913 180639 
Microc 
ref|NR_025470.1 


Ce 
ref 


1llulomonadac 
NR_025468.1 


x 
ref|NR_025250.1 


Micrococcineae; 


Micrococcineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Brachybacterium 

3 Brachybacterium 

Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


Actinomycetales; Micrococcineae; 


Streptomyces arenae 


arenae Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Streptomyces 
1 Streptomyces 


Streptomycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
Micrococcaceae; 


Citricoccus. 
Oerskovia 

8 Oerskovia 
occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
ococcineae; 


eae; Oerskovia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Gordoniaceae; 


Gordonia. 


82 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
1865935 1867442 Asanoa ishikariensis Bacteria; 
omonosporineae; Micromonosporaceae; Asanoa. 

86 gi|219878279|ref|NR_025418.1| Propionispora 

complete sequence 1879598 1881131 Propionispora 

Clostridiales; Veillonellaceae; Propionispora. 

105 gi|219878153|ref|NR_025292.1| Streptomyces 
sequence 2056438 2057920 Streptomyces 
Actinomycetales; Streptomycineae; 

105 gi|219878152|ref|NR_025291.1| Streptomyces 
sequence 2057971 2059469 Streptomyces 

Actinomycetales; Streptomycineae; 

105 gi|219878146|ref|NR_025285.1| Micrococcus 

2065512 2067008 Micrococcus antarcticus 


ococcaceae; Micrococcus. 
Streptomyces humiferus 


Actinomycetales; 


30 Streptomyces humiferus Bacteria; 
Streptomycetaceae; Streptomyces. 
NR_025231.1| Amycolatopsis 
138615 2140041 Amycolatopsis 
Pseudonocardineae; 


ref 
2 


ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; Prauserella. 
ref|NR_025216.1| Nocardia caishijiensis 
78 Nocardia caishijiensis Bacteria; 
Nocardiaceae; Nocardia. 


ref|NR_025212.1 
69 Streptomyces 
Streptomyceta 
ref|NR_025165.1 
22 2233905 Gordon 
Gordoniacea 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 


ref|NR_025147.1 


Streptomyces 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 


thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


39662 


Bacteria_16S 


Streptomyces. 


2290374 2290295 14 


92 


gi| 219857539 


Streptomycineae; 


ref|NR_025127.1| Lachnobacterium bovis 


strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 


39662 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurellaceae; 


39662 


strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


39662 


strain AS4.1521 1 


39662 


strain 2074-AUS-E 


39662 


olearium strain S 
Bacteria; 


39662 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae; 


39662 


strain DSM 43194 


39662 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


39662 


strain ATCC 39419 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Kribbella. 


39662 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Microbispora. 


39662 


strain MS1-3 16S 


39662 


strain IFM 10088 


39662 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


39662 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


39662 


strain K97-0003 1 


39662 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae; 


39662 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


39662 


minutisporangium 


Frankineae; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


2306909 2306802 1 


Tsukamurella. 


2384112 2384005 1 


2438888 2438781 1 


2502306 2502223 14 


2505313 2505231 14 


2518980 2518873 1 


2611772 2611689 1 


2659086 2658979 1 


2660606 2660499 1 


2671006 2670899 1 


2678568 2678461 1 


2689067 2688960 1 


2708620 2708537 14 


2720540 2720433 1 


2725126 2725043 1 


2777596 2777489 1 


2796991 2796908 1 


2798512 2798429 1 


105 


105 


105 


96 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


95 


R1 16S ribosomal RNA, partial sequence 
Clostridiales; 


105 


in CN 732 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


82 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


105 


NRRL B-3381 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 
Aeromicrobium. 


105 


105 


105 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


105 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


95 


n EP1-55-1% 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Epsilonproteobacteria; Camp 


105 


rain IFM 0265 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
ardia. 


82 


6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


105 


n JCM 4342 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


82 


ain IFO 13941 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


82 


strain IFO 15962 16S ribosomal RNA, partial sequ 


gi] 219857525 


gi|219857471 


gi|219857429 


gi| 219857381 


gi| 219857379 


Lachnospiraceae; 
gi| 219857365 


gi| 219857258 


gi|219857218 


gi|219857217 
26592 


gi|219857210 


gi| 219857204 
2677198 26786 


gi|219857197 


gi|219857183 


gi|]219857175 
sequenc 
Actino: 


gi| 219857172 


gi| 219857132 
Actinomyc 
gi] 219857119 
sequenc 


Actinom 


gi|219857118 


complete sequence 
Actinomycetales; 


Actinomycetales; 


Streptosporangineae; 


ref|NR_025113.1] Tsukamurella 
2305517 2307028 Tsukamurella 

Corynebacterineae; 

Nocardia abscessus 


ref|NR_025059.1 


2382752 2384208 Nocardia abscessus Bacteria; 


Nocardiaceae; Nocardia. 


ref|NR_025017.1| Nocardia beijingensis 


6S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 


ref|NR_024969.1| Legionella waltersii 


2500908 2502354 Legionella waltersii Bacteria; 


ref|NR_024967.1| Sporobacterium 


2503925 2505435 Sporobacterium olearium 


Sporobacterium. 

ref|NR_024953.1| Streptomyces 
2517611 2519099 Streptomyces 

Streptomycineae; 


ref|NR_024889.1| Prauserella rugosa 
91 Prauserella rugosa Bacteria; 
Pseudonocardiaceae; Prauserella. 
ref|NR_024846.1| Aeromicrobium 
2657714 2659187 Aeromicrobium 
Propionibacterineae; 


ref|NR_024845.1| Kribbella sandramycini 
38 2660707 Kribbella sandramycini 
Nocardioidaceae; 


ref |NR_024838.1 
87 Microbispora 


Microbispora mesophila 
mesophila Bacteria; 
Streptosporangiaceae; 


ref |NR_024832.1| Nocardia takedensis 

45 Nocardia takedensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 

13 Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024811.1| Hydrogenimonas 
2707242 2708663 Hydrogenimonas 

ylobacterales; Hydrogenimonaceae; 


ref|NR_024803.1| Nocardia 
e 2719156 2720654 Nocardia 
mycetales; Corynebacterineae; 


ref|NR_024800.1| Longispora albida 

14 Longispora albida Bacteria; 

neae; Micromonosporaceae; Longispora. 

ref|NR_024760.1| Streptomyces 
2776208 2777696 Streptomyces 

etales; Streptomycineae; 


ref|NR_024747.1| Actinoplanes 
e 2795622 2797094 Actinoplanes 
ycetales; Micromonosporineae; 


ref 
ence 


NR_024746.1| Cryptosporangium 
2797145 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


2800034 2799951 1 


Cryptosporangiaceae; Cryptosporangium. 


82 


gi| 219857117 


ref|NR_024745.1| Actinoplanes lobatus 


strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


39662 
strain IFO 13911 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_ 


39662 
strain IFO 14915 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_ 


39662 
strain IFO 12512 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_ 
derwentensis stra 
derwentensis Bact 
Micromonosporacea 
Bacteria_ 
consettensis stra 
consettensis Bact 
Micromonosporacea 
Bacteria_ 
campanulatus stra 
campanulatus Bact 
Micromonosporacea 
Bacteria_ 
strain JCM 9312 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


39662 


39662 


39662 


39662 


Catenuloplanes. 


39662 


39662 


39662 


39662 


39662 
ochraceum strain 


ochraceum Bacteri 
Micromonosporacea 
Bacteria_ 
macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 
Bacteria_ 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 
Bacteria_ 
strain 10.268-1 1 


39662 


39662 


39662 


39662 


39662 


faecitabidus stra 
faecitabidus Bact 


Rarobacteraceae; 
39662 


39662 


strain TAGA27 16S 


39662 


acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
3094932 3094825 1 105 gi|219846859|ref|NR_026451.1 
ribosomal RNA, partial sequence 3093562 30950 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
3103954 31038711 82 gi|219846853|ref|NR_026445.1 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3 


Bacteria_ 


Bacteria_ 
strain MK703-102F 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_ 
capillaceus strai 
capillaceus Bacte 
Micromonosporacea 
Bacteria_ 
IFO 16102 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_ 
aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 
Bacteria_ 


Bacteria_16S 
histidinovorans s 
histidinovorans B 
Bacteria_16S 


Bacteria_16S 


16S 2801557 2801474 1 82 gi 
16S ribosomal RNA, partial sequence 28 


16S 2803078 2802995 1 82 gi 
16S ribosomal RNA, partial sequence 28 


16S 2804599 2804516 1 82 gi 
16S ribosomal RNA, partial sequence 28 


16S 2806121 2806038 1 82 gi 


e; Actinoplanes. 


16S 2807643 2807560 1 82 gi 


e; Actinoplanes. 


16S 2809165 2809082 1 82 gi 


e; Actinoplanes. 
16S 2830269 2830186 1 82 gi 
6S ribosomal RNA, partial sequence 28 


16S 2834842 2834735 1 105 gi 


1 16S ribosomal RNA, partial sequence 


16S 2891882 2891799 1 82 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

16S 2940425 2940342 1 
osomal RNA, partial sequence 


82 gi 


29 


16S 2941946 2941863 1 82 gi 


ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 


16S 2943462 2943379 1 82 gi 


e; Virgisporangium. 


16S 2978355 2978248 1 105 gi 


ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 


16S 2981421 29813141 105 gi 


; Streptomyces. 


16S 2986004 2985897 1 105 gi 


16S 3040640 3040533 1 105 gi 


3045207 3045100 1 105 gi 


Rarobacter. 


3088991 3088896 1 95 gi 


in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 


in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


n YU438-5 16S ribosomal RNA, partial s 


YU655-43 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


n A1201 16S ribosomal RNA, partial seq 


rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_ 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
in YLM-1 16S ribosomal RNA, partial se 


eria; Actinobacteria; Actinobacteridae 


train Z-7940 16S ribosomal RNA, partia 


219857116 
00187 28016 
omonospori 
219857115 
01710 28031 
omonospori 
219857114 
03231 28047 
omonospori 
219857113 
1 sequence 
; Actinomy: 


ref 


ref 


ref 


ref 


219857112 
1 sequence 
Actinomy 


ref 


v 


19857111 
sequence 
Actinomy 


2 ref 
L 
, 


219856904 
28900 28303 
omonospori 


ref 


219856901 
28334 
nebacterin 
219856862 
sequence 

Actinomyc 


ref 


eae; 
ref 


etal 


219856830 
39058 29405 
donocardin 
219856829 
equence 

Actinomyc 


ref 


eae; 
ref 


etal 
219856828 


quence 
inomycet 


ref 
ales 
219846938 


uence 
Actinomyc 


ref 
etal 
219846936 


quence 
ae; Actino 


ref 


7 myce 


219846933|ref 


nebacterin 
219846896 


eae; 
ref 


nebacterin 
219846892 
quence 


; Actinomy: 


eae; 
ref 


ceta 


219846863 
1 sequence 


ref 


59 Actinoplanes 
neae 


80 Actinoplanes 
neae 


01 Actinoplanes 
neae 


2804752 28062 


ceta Micromo 


2806275 28077 


ceta Micromo 


2807796 28092 


ceta Micromo 


neae 


2890502 28919 


2940579 29420 


2942098 29435 


2976976 29784 


2980041 29815 


3043846 30453 


3087607 30890 


NR_024744.1 


; Micromono 
NR_024743.1 


; Micromono 
NR_024742.1 


; Micromono 
NR_024741.1 


les; 
NR_024740.1 
les; 
NR_024739.1 


6 
les; 


NR_024725.1 


’ 


NR_024722.1 


66 2834941 Nocard 
Nocardiacea 


NR_024681.1 
5 
es; Micromo 
NR_024649.1 


Actinosynn 
NR_024648.1 
4 
es; Micromon 
NR_024647.1 
6 


s 


; Micromono 


NR_026530.1 
5 
es; Strepto: 
NR_026528.1 
2 
Pp 


tales; Stre 


NR_026525.1 


Nocardiacea 
NR_026488.1 


Gordoniacea 
NR_026484.1 
0 
les; Microco 
NR_026455.1 
9 


2 


4 


n 


Actinoplanes italicus 


italicus Bacteria; 
s 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 
s 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 
s 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 
Micromonos 


poraceae; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Actinoplanes 

8 Actinoplanes 
osporineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
e 


mataceae; Lentzea. 
Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces 
6 Streptomyces 
tomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Rarobacter 
9 Rarobacter 
ccineae; 


Natronincola 
0 Natronincola 
Natronincola. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Verrucosispora 


102586 3104047 Verrucosispora 


gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 


39662 
strain DSM 44267 


39662 
strain DSM 11140 


39662 
strain DSM 43311 


Bacteria_16S 


3153615 3153508 1 105 


gi 


3226525 3226418 1 105 


gi 


3252246 3252139 1 105 


gi 


219846820 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


219846753 


16S ribosomal RNA, partial sequence 3250880 32523 


ococcineae 


ococcineae 


ref|NR_026412.1 


; In 
ref 


trasporangia 
NR_026362.1 
; In 
ref 


trasporangia 
NR_026345.1 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

39662 Bacteria_16S 3255241 3255158 1 82 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
39662 Bacteria_16S 3311460 3311353 1 105 gi|219846713|ref|NR_026305.1| Georgenia muralis 


strain 1A-C 16S r 


39662 
strain DSM 44140 


39662 
strain DSM 43040 


39662 
strain DSM 43151 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
39662 Bacteria_16S 3335717 3335634 1 82 gi|219846695|ref|NR_026287.1 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 333579 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Actinoplanes. 

39662 Bacteria_16S 3341758 3341675 1 82 gi|219846690|ref|NR_026282.1 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosari 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
Micromonospora. 

39662 Bacteria_16S 3355528 33554211 105 gi|219846680|ref|NR_026272.1 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 335564 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Dermabacteraceae; Brachybacterium. 

39662 Bacteria_16S 3358651 3358544 1 105 gi|219846678|ref|NR_026270.1 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 335877 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Dermabacteraceae; Brachybacterium. 

39662 Bacteria_16S 3360215 3360108 1 105 gi| 219846677 |ref|NR_026269.1 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 336033 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Dermabacteraceae; Brachybacterium. 

39662 Bacteria_16S 3378453 3378346 1 105 gi|219846664|ref|NR_026256.1 


strain M17C 16S r 
Actinobacteria; A 
39662 
strain DSM 44015 
Bacteria; Actinob 
39662 
strain DSM 43852 
Actinobacteria; A 
39662 
strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 
39662 
denticolens strai 
denticolens Bacte 
Actinomycetaceae; 
39662 
strain DSM 3133 1 
Actinobacteria; A 
39662 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
39662 
strain DSM 44070 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
6S ribosomal RNA, partial sequence 3487117 34886 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
oc 


3322049 3321942 1 105 


gi 


3331200 3331093 1 105 


gi 


ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3381522 3381415 1 105 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3398062 3397955 1 105 gi 


oc 


al 


ctinobacteridae; Actinomycetales; Micr 
3491575 3491468 1 105 gi 
DSM 40221 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 


oc 


se 
Ac 


’ 


3310081 33114 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Bacteria_16S 


ne 
219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


omonosporineae; Micromonos 
3334223 33341401 82 gi|219846696|ref|NR_026288.1 
16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes 


3377063 33785 


219846662 


219846647 
16S ribosomal RNA, partial sequence 3396701 33981 


ctinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 

3450400 3450293 1 105 gi|219846610|ref|NR_026202.1 
16S ribosomal RNA, complete sequence 3449003 3450520 Strept 
acteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 

3480887 3480780 1 105 gi| 219846589 |ref|NR_026181.1 
n NCTC 11490 16S ribosomal RNA, partial sequence 3479494 348091 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
Actinomyces. 

3488505 3488398 1 105 gi|219846584|ref|NR_026176.1 


219846582 


occineae; Bo 


ref 


goriellaceae 
NR_026297.1 


Gordoniacea 
NR_026290.1 


bacterineae; 


ref 


; Dermacoccaceae 
ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref |NR_026239.1 


occineae 


33801 


es; Cory 


; Cellulomonadac 
ref|NR_026174.1 

3490176 349169 
tales; Streptomy 


occineae 


quence 
tinomyce 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Brachybacterium 
0 Brachybacterium 
occineae; 


Brachybacterium 
2 Brachybacterium 


ccineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Gordonia hydrophobica 
ia hydrophobica 

ordoniaceae; Gordonia. 
Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Actinomyces 
5 Actinomyces 


cineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Streptomyces 

3 Streptomyces 
cineae; 


3496033 3495950 1 
16S ribosomal RNA, 


82 gi 
complete sequence 


219846579 


ref|NR_026171.1 
3494639 3496156 Thermo 


Thermocrispum agreste 
crispum agreste 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Thermocrispum. 


39662 Bacteria_16S 3576774 3576681 14 


105 


strain WO-44C 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


39662 Bacteria_16S 3608883 3608776 1 


hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; Mycobacterium. 
39662 Bacteria_16S 3623596 3623489 1 


subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 


105 


105 


gi|219846525 


ref|NR_026117.1| Legionella feeleii 


3575389 3576854 Legionella feeleii Bacteria; 


gi|219846500 


gi| 219846490 


inomycetales; 


ref|NR_026092.1| Mycobacterium 
3607525 3608920 Mycobacterium 
Corynebacterineae; 


ref|NR_026082.1| Mycobacterium avium 
3622221 3623683 Mycobacterium 


avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 


39662 Bacteria_16S 3638931 3638824 1 


thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 


105 


gi|219846480 


ref|NR_026072.1| Streptomyces 
3637554 3639053 Streptomyces 


thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 
39662 


Streptomyces. 
Bacteria_16S 3640483 3640376 1 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
39662 


Streptomyces. 
Bacteria_16S 3713323 3713240 1 


auranticolor strain 253 16S ribosomal RNA, partial sequence 37119 


105 


82 


gi|219846479 


gi|219846428 


ref|NR_026071.1| Streptomyces 
3639104 3640605 Streptomyces 
Actinomycetales; Streptomycineae; 


ref|NR_026019.1| Actinoplanes 
82 3713392 Actinoplanes auranticolor 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Actinoplanes. 


39662 Bacteria_16S 3714784 37147011 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 
39662 Bacteria_16S 3725378 3725295 1 


verrucosospora strain A-184 16S ribosomal RNA, partial sequence 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actino 


Thermomonosporaceae; Actinomadura. 
39662 Bacteria_16S 3728291 3728208 1 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
39662 Bacteria_16S 
strain IFO 14679 


3732659 3732576 1 


Actinomadura. 


39662 Bacteria_16S 3734121 3734038 1 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomy 


Thermomonosporaceae; Actinomadura. 
39662 Bacteria_16S 3741435 3741328 1 


niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


39662 Bacteria_16S 3742898 3742791 1 


82 


82 


82 


82 


16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 


82 


105 


105 


strain T/457 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 
39662 Bacteria_16S 
strain 104 


3745828 3745721 1 


39662 Bacteria_16S 3747286 3747179 1 


strain IFO 13155 
39662 


Bacteria_16S 3763975 3763896 14 


fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequenc 
Clostridiales; 


fibrisolvens Bacteria; 
39662 Bacteria_16S 


Firmicutes; 
3918633 3918550 1 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequenc 


Clostridia; 


105 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


105 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 


92 


82 


Streptosporang 


Streptosporang 


Streptosporang 


Streptosporang 


Streptosporang 


gi| 219846427 


gi|219846418 


gi|219846416 


gi|219846413 


gi| 219846412 


gi|219846407 
37400 
Stre 
gi|219846406 
3741557 37429 
gi|219846404 
3744485 37458 


gi| 219846403 


gi| 219846390 


Lac 
gi|219846282 


ref|NR_026018.1| Actinoplanes 
3713443 3714853 Actinoplanes 


Actinomycetales; Micromonosporineae; 


ref|NR_026009.1| Actinomadura 
3724040 3725450 Actinomadura 
mycetales; Streptosporangineae; 


ref|NR_026007.1| Actinomadura macra 
59 Actinomadura macra Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_026004.1| Actinomadura coerulea 
31 Actinomadura coerulea Bacteria; 
ineae; Thermomonosporaceae; 


ref |NR_026003.1| Actinomadura 
3732782 3734190 Actinomadura 
cetales; Streptosporangineae; 


ref|NR_025998.1| Microtetraspora 
91 3741506 Microtetraspora niveoalba 
ptosporangineae; Streptosporangiaceae; 


ref|NR_025997.1| Microtetraspora fusca 
69 Microtetraspora fusca Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_025995.1| Nonomuraea fastidiosa 
96 Nonomuraea fastidiosa Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025994.1| Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025981.1| Butyrivibrio 

e 3762598 3764074 Butyrivibrio 
hnospiraceae; Butyrivibrio. 
ref|NR_025872.1| Spirilliplanes 

e 3917267 3918736 Spirilliplanes 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; 
39662 Bacteria_16S 
strain ATCC 19812 


Spirilliplanes. 
3920193 3920086 1 
16S ribosomal RNA, 


39662 Bacteria_16S 3921774 3921667 1 
strain ATCC 25495 16S ribosomal RNA, 


Streptomyces. 


105 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


105 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycinea 


gi|219846281 
39187 


ref|NR_025871.1| Streptomyces tendae 
87 3920316 Streptomyces tendae Bacteria; 
e; Streptomycetaceae; Streptomyces. 


gi| 219846280 
39203 


Streptomycineae; 


ref|NR_025870.1| Streptomyces sampsonii 
67 3921897 Streptomyces sampsonii 
Streptomycetaceae; 


39662 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


39662 


strain CM2104 16S 


39662 


strain JC1078 16S 


39662 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequen 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; 


39662 


strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


39662 


strain 50-1 BON 1 
Firmicutes; 


Mahella. 

39662 Bacteria_16S 4110692 4110585 1 105 gi| 219846145 |ref|NR_025735.1 
strain HD9 16S ribosomal RNA, partial sequence 4109294 41108 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 

39662 Bacteria_16S 4112258 41121511 105 gi|219846144|ref|NR_025734.1 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 41123 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 

39662 Bacteria_16S 4127460 4127353 1 105 gi|219846132|ref|NR_025722.1 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
39662 Bacteria_16S 4141256 4141173 14 95 gi|219846120|ref|NR_025710.1 


sabaudiense strai 
sabaudiense Bacte 


39662 


alleghenense stra 
alleghenense Bact 


39662 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae; 


39662 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


39662 


strain C3H-21 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 
39662 Bacteria_16S 90434 90336 9 105 gi| 265679003 |ref|NR_029311.1 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 

hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermode 
Thermodesulfobacterium. 

39662 Bacteria_16S 189722 189640 14 95 gi| 265678937 |ref|NR_029245.1 


aminovalericum st 
aminovalericum Ba 


39662 


aurantiaca strain 
Bacteria; 


39662 


Bacteria_16S 

IAM 14222 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


n Ar-13 
ria; 


eria; 


cteria; 


3975517 3975435 14 


4012496 4012389 1 


4054837 40547301 


4059366 4059259 1 


Citricoccus. 


4075967 4075860 1 


4077474 4077407 14 


4161460 4161377 14 


4205474 4205367 1 


4211527 42114441 


Saccharothrix. 
4244850 4244743 1 


Firmicutes; 
192758 192676 14 


198756 198674 14 


95 


105 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


105 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


105 


105 


80 


95 


105 


82 


105 


ribosomal RNA, partial sequence 


95 


95 


gi 


gi 


4011119 40125 
Micrococcineae; 


gi 
40 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 4076074 40 
Thermoanaerobacterales; 


43 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


gi 


gi 


gi 


gi 


4243475 42448 


rain DSM 1283 16S ribosomal RNA, parti 
Clostridia; 


gi 


gi 


chartatabidum str 
chartatabidum Bac 
39662 
strain IP 2227 16 
Firmicutes; Clost 
39662 
polysaccharolytic 


Thermoanaerobacte 
39662 
strain H168 16S r 
Firmicutes; Clost 


Bacteria_16S 


Bacteria_16S 
um strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Incertae S 
Bacteria_16S 


teria; Firmicutes; Clostridia; 
212836 212754 14 95 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; 
270545 270467 3 


gi 


Clostridiaceae; 
80 gi 


rales; Thermoanaerobacterales Family I 
323703 323621 14 95 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; 


39662 


Bacteria_16S 


351232 351150 14 95 gi 


219846242 


complete sequence 


219846215 


219846184 


219846181 


219846169 


219846168 


Entomoplasmatales; 


219846107 


in PLHS-1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Entomoplasmatales; 


219846072 


n VK-A60 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


219846068 


n SA 233 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
ae; 


219722939 


265678935 


JB103 16S ribosomal RNA, partial sequence 19135 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methy 


265678931 


ain 163 16S ribosomal RNA, partial sequence 
Clostridiales; 


265678921 


211461 21296 


265678880 


II. 
265678845 


322285 32381 
Halanaerobiaceae; 


265678824 


Rhizobi 


53509 40549 
Micrococcineae; 


Actino: 


760 


776 
Thermoanaerobacte 


al sequenc 
Clostridiales; Clost 


artial sequenc 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


rs 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ales; 


In 


In 


mycetales; 


4139871 414138 
Spiroplasmataceae; 


160075 416159 
Spiroplasmatac 


4204078 420556 


Actinomycetal 


4210162 421159 
Actinomycetal 


e 188349 189802 


7 #192822 Methyl 


197405 198934 
Clostr 


NR_025832.1 


NR_025805.1 


NR_025774.1 


NR_025771.1 


NR_025759.1 


NR_025758.1 


NR_025697.1 


NR_025662.1 
es; 
NR_025658.1 
Pseudono 


es; 


NR_024571.1 


ridiaceae; C 
NR_029243.1 


lococcaceae; 
NR_029239.1 


idiaceae; Cl 
NR_029229.1 
NR_029186.1 
e 269183 


edis; Thermo 
NR_029150.1 


thei x. 


ref 


Nocardioidaceae; 


Agrobacterium 


3974188 3975556 Agrobacterium 
Rhizobiaceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 
trasporangiaceae; 


Janibacter. 
Serinicoccus marinus 


29 Serinicoccus marinus Bacteria; 
trasporangiaceae; 


Serinicoccus. 
Citricoccus 


ce 4057969 4059448 Citricoccus 
Micrococcineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Mahella australiensis 


04 Mahella australiensis Bacteria; 
rales Family IV. 


Incertae Sedis; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 
Nocardioidaceae; 


Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


Kribbella. 
Streptomyces africanus 


africanus Bacteria; 


Streptomyces. 
Spiroplasma 

6 Spiroplasma 
Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Streptomyces 

5 Streptomyces 


Streptomycineae; 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Clostridium 
Clostridium 
lostridium. 
Methylomonas 

omonas aurantiaca 
Methylomonas. 
Clostridium 
Clostridium 
ostridium. 
Clostridium baratii 


8 Clostridium baratii Bacteria; 
Clostridium. 


Thermoanaerobacterium 
270620 


anaerobacterium. 
Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 
Halothermo 


NR_029129.1 


Paracoccus kocurii 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


39662 Bacteria_16S 371998 371916 14 95 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

39662 Bacteria_16S 382642 382560 14 95 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

39662 Bacteria_16S 388820 388734 1 86 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

39662 Bacteria_16S 542252 542170 14 95 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 630220 630138 14 95 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

39662 Bacteria_16S 704357 704275 14 95 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 
strain ThSch 12 16S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 

39662 Bacteria_16S 734690 734608 14 95 gi| 265678559 |ref|NR_028863.1| Thiohalocapsa 
halophila strain 4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 

39662 Bacteria_16S 736226 736144 14 95 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

39662 Bacteria_16S 807245 807147 9 105 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

39662 Bacteria_16S 813437 813343 14 105 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
39662 Bacteria_16S 846948 846866 14 95 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 902946 902872 14 86 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

39662 Bacteria_16S 927773 927675 9 105 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

39662 Bacteria_16S 933859 933777 14 95 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

39662 Bacteria_16S 970931 970845 1 86 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

39662 Bacteria_16S 1003239 1003166 14 86 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

39662 Bacteria_16S 1083396 1083314 14 95 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

39662 Bacteria_16S 1143947 1143865 14 95 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

39662 Bacteria_16S 1210606 1210524 14 95 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
39662 Bacteria_16S 1233178 1233096 14 95 gi|219878271|ref|NR_025410.1] Bartonella 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 1231844 1233289 Bartonella 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
39662 Bacteria_16S 1260241 1260143 9 105 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

39662 Bacteria_16S 1281193 1281087 2 105 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 


DSM 15272 16S rib 


osomal RNA, partial sequence 


1279854 1281210 Aeromicrobium marinum DSM 15272 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Aeromicrobium. 

39662 Bacteria_16S 1340506 1340424 14 95 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

39662 Bacteria_16S 1940148 1940066 14 95 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

39662 Bacteria_16S 1967632 1967550 14 95 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

39662 Bacteria_16S 1981283 1981178 4 105 gi|219878208|ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

39662 Bacteria_16S 2025609 2025527 14 95 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

39662 Bacteria_16S 2062415 2062333 14 95 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
39662 Bacteria_16S 2156474 2156376 9 105 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

39662 Bacteria_16S 2221685 2221611 14 87 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

39662 Bacteria_16S 2224634 2224536 9 105 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

39662 Bacteria_16S 2296360 2296278 14 95 gi|219857533|ref|NR_025121.1]| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
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39662 Bacteria_16S 2550263 2550181 14 95 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

39662 Bacteria_16S 2662095 2662017 18 95 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

39662 Bacteria_16S 2663476 2663398 18 95 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

39662 Bacteria_16S 3031462 3031380 14 95 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

39662 Bacteria_16S 3036056 3035974 14 95 gi|219846899|ref|NR_026491.1| Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 3051285 3051199 1 86 gi|219846888|ref|NR_026480.1| Desulfovibrio 
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39662 Bacteria_16S 3136956 3136858 9 105 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

39662 Bacteria_16S 3165843 3165761 14 95 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

39662 Bacteria_16S 3173434 3173352 14 95 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

39662 Bacteria_16S 3199446 3199364 14 95 gi|219846789|ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

39662 Bacteria_16S 3389113 3389031 14 95 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

39662 Bacteria_16S 3411862 3411780 14 95 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

39662 Bacteria_16S 3526282 3526200 14 95 gi| 219846559 |ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 3527843 3527762 14 95 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 3529383 3529301 14 95 gi| 219846557 |ref|NR_026149.1] Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 3598146 3598064 14 95 gi| 219846509 |ref|NR_026101.1| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

39662 Bacteria_16S 3704300 3704218 14 94 gi|219846434|ref|NR_026025.1| Riemerella 
anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 
anatipestifer Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 
39662 Bacteria_16S 3711801 3711719 14 95 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 3720771 3720689 14 95 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 3804544 3804471 14 86 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
strain 18323 16S ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

39662 Bacteria_16S 3807572 3807499 14 86 gi|219846358|ref|NR_025949.1| Bordetella 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
39662 Bacteria_16S 3877525 3877443 15 95 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

39662 Bacteria_16S 3900685 3900603 14 95 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

39662 Bacteria_16S 3969688 3969606 14 95 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
39662 Bacteria_16S 4071487 4071401 1 86 gi|219846172|ref|NR_025762.1| Veillonella caviae 
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39662 Bacteria_16S 4241803 4241721 14 95 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
39662 Bacteria_16S 22523 22430 & 95 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

39662 Bacteria_16S 37676 37583 14 105 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

39662 Bacteria_16S 42191 42098 14 105 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

39662 Bacteria_16S 57449 57376 14 86 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

39662 Bacteria_16S 71045 70952 3 95 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

39662 Bacteria_16S 82880 82787 14 105 gi|265679009|ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

39662 Bacteria_16S 128771 128678 14 105 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

39662 Bacteria_16S 148401 148319 1 82 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

39662 Bacteria_16S 157685 157612 14 86 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

39662 Bacteria_16S 169979 169886 14 105 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

39662 Bacteria_16S 191248 191155 14 105 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
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39662 Bacteria_16S 223564 223471 14 105 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

39662 Bacteria_16S 234050 233957 14 105 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

39662 Bacteria_16S 260077 259984 14 105 gi|265678889|ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


265678780 
uence 
bacillacea 

265678727 


265678726 
ce 48737 
irillales; 
265678716 
sequence 

eria; Rhod 


265678712 
quence 
inomycetal 


265678700 

52719 
nadales; M 
265678696 


mamonadace 
265678687 
ial sequen 
cteria; Al 


265678671 
sequence 
teria; Rho 


265678668 
al sequenc 
ria; Burkh 
265678658 
sequence 
acteroidal 
265678654 


matiaceae; 
265678609 


raxella. 
265678589 


Enterobac 
265678560 


apsa. 
265678536 
nce 76438 
nellaceae; 
265678518 


sychromona 
265678509 


Anaeroglo 
265678466 
ial sequen 
obacteriac 
265678426 
nce 92790 
terales; R 
265678425 


hodobacter 


938474 938381 14 105 gi 


ref|NR_029085.1 

410506 412073 
e; Lactobacillu 
ref |NR_029032.1 
© ponticus Bacte 


n 


ref|NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref|NR_029021.1 

502862 504310 
obacterales; Rho 


ref|NR_029017.1 
508981 510331 
es; Corynebacter 


ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref|NR_029001.1 


ae; Ottowia. 
ref|NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref|NR_028976.1 
571472 572837 
dobacterales; Rh 


ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028963.1 

590846 592357 
Marinilabiac 
NR_028959.1 


es; 
ref 


Thi 
ref 
ella 


obaca. 
NR_028914.1 
canis Bacte 


ref |NR_028894.1 
teri 
ref 
apsa 


aceae; Citro 
NR_028864.1 
rosea Bacte 


ref|NR_028840.1 


Lactobacillus 

Lactobacillus 

Vibrio ponticus strain 
ria; Proteobacteria; 


Marinomonas 
monas ushuaiensis 


Loktanella 
Loktanella 
dobacteraceae; 


Corynebacterium 
Corynebacterium 
ineae; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 

Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Jannaschia 
Jannaschia 
odobacteraceae; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Moraxella canis strain 
ria; Proteobacteria; 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Thiocapsa rosea strain 
ria; Proteobacteria; 


Mitsuokella 


5 765927 Mitsuo 
Mitsuokella. 
ref |NR_028821.1 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 

ref|NR_028812.1| Anaeroglobus geminatus 
1 Anaeroglobus geminatus Bacteria; 

bus. 
ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 
3 Ruegeria pomeroyi Bacteria; 
aceae; Ruegeria 


kella jalaludinii 


Psychromonas arctica 


Leptotrichia 
Leptotrichia 

a. 

Roseovarius 
arius nubinhibens 


265678420 


elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


ref|NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 


39662 Bacteria_16S 


949364 949291 14 


86 


strain PHL 16S ribosomal RNA, partial sequence 


Proteobacteria; 


39662 Bacteria_16S 


subsp. vallismortis strain DV 16S ribosomal RNA, partia 
subsp. vallismortis Bacteria; 


Salinivibrio. 
39662 Bacteria_16S 


966349 966256 14 


987740 987647 14 


Proteobacteria; 


105 


105 


gi 


947973 94948 


Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi 


Gammaprot 


gi 


strain CDC 2970-59 16S ribosomal RNA, partial sequence 


Bacteria; 


39662 Bacteria_16S 


989320 989227 14 


105 


strain 167 16S ribosomal RNA, partial sequence 


Proteobacteria; 


39662 Bacteria_16S 


990900 990807 14 


105 


strain I-75 16S ribosomal RNA, partial sequence 


Proteobacteria; 
39662 Bacteria_16S 
strain JB-A2 16S 
Proteobacteria; 


39662 Bacteria_16S 


strain OK-1 16S ribosomal 
Gammaprot 


Proteobacteria; 


39662 Bacteria_16S 


strain SB2B 16S ribosomal 
Gammaprot 


Proteobacteria; 


39662 Bacteria_16S 


strain GP1ll 16S ribosomal 
Gammaproteobacteria; 


Proteobacteria; 
39662 Bacteria_16S 
strain Ne 11 16S 
Proteobacteria; 

39662 Bacteria_16S 
L-3 16S ribosomal 
Gammaproteobacteria; 
39662 Bacteria_16S 


1001714 1001621 14 


1010722 1010629 14 


1012270 1012176 14 


1013766 1013673 14 


1016758 1016665 14 


ribosomal RNA, partial 
Gammaproteobacteria; 


1018255 1018162 14 


RNA, partial sequence 


Pseudomonadales; 
1038179 1038106 14 


105 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pis 


105 


RNA, partial sequence 
eobacteria; Alteromonadales; 


105 


RNA, partial sequence 
eobacteria; Alteromonadales; 


105 


RNA, partial sequence 
Pseudomonadales; 


105 
sequence 


Pseudomonadales; 


105 


1016889 1018335 Moraxella 
Moraxellaceae; 


86 


strain 7-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


39662 Bacteria_16S 


1119709 1119616 14 


105 


ATCC 35469 16S ribosomal RNA, partial sequence 


Bacteria; 
39662 Bacteria_16S 
strain JT7304 16S 
Proteobacteria; 


39662 Bacteria_16S 


tataouinensis TTB310 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Bu 


TTB310 Bacteria; 
39662 Bacteria_16S 
strain PYAN-1 16S 


Tenericutes; Mollicutes; 


39662 
subsp. 


Bacteria_16S 


39662 Bacteria_16S 


1153022 1152929 14 


1198511 1198438 14 


1282637 1282548 8 


1328384 1328326 36 


1329849 1329776 14 


Firmicutes; 


105 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; P 


86 


95 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


95 


86 


Proteobacteria; Gammaproteobacteria; Enteroba 


gi 


987916 98944 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi 


989496 99101 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi 


1000320 10017 
cirickettsiaceae; 


gi 


1009316 10108 
s 


gi 


1010904 10123 
Shewanellaceae; 


gi 


1012401 10138 
Moraxellaceae; 


gi 


1015393 10168 
Moraxellaceae; 


gi 


265678413 


265678401 


265678386 


265678385 


265678384 


265678377 


265678371 


265678370 


265678369 


265678367 


265678366 


Moraxella. 


gi 


1036784 10382 


Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi 


1118333 11198 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


1151622 1153067 Psychromonas 
sychromonadaceae; Psychromonas. 


gi 


gi 


1281261 1282749 Entomoplasma 


Entomoplasmataceae; Entomoplasma. 


gi 


carnosus strain CCUG 34545 16S ribosomal RNA, pa 
sakei subsp. carnosus Bacteria; 


gi 


15470 strain E7.25 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
39662 Bacteria_16S 
hafniense strain 
DCB-2 Bacteria; 
39662 Bacteria_16S 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica 
Proteobacteria; Gammaproteobacteria; Alteromonadales; F 


39662 Bacteria_16S 


Och 149 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


39662 Bacteria_16S 


subsp. costicola strain ATCC 33508 16S ribosomal RNA, p 
costicola subsp. costicola Bacteria; Proteobacteria; Ga 


Salinivibrio. 
39662 Bacteria_16S 


antarcticus strain 307 16S ribosomal RNA, partial sequence 


Clostridia; 
1342100 1342007 3 


Clostridia; 
1343668 1343575 14 


1352814 1352721 14 


1355899 1355806 14 


1363282 1363189 14 


95 


gi 


DCB-2 16S ribosomal RNA, partial sequence 
Firmicutes; 


Clostridiales; 


105 


105 


105 


105 


gi 


gi 


gi 


gi 


265678353 


228716249 


253680755 


228715504 


219846087 


219846129 


219846090 


228721140 


228721107 


228720499 


1351515 1352883 Roseobacter litoralis 
hodobacteraceae; 


228720264 


228719132 


1 sequence 
eobacteria; 


98633 
cteriales; 


1197131 1198567 Ramlib 
rkholderiales; 


rtial sequence 


Lactobacillales; Lactobacillaceae; 


1328439 1329962 Dialis 
Clostridiales; Veillonellaceae; 


1340674 1342203 Desulf 


Peptococcaceae; 


errimonadaceae; 


artial sequence 
mmaproteobacteria; Vibrion 


ref |NR_028715.1 
Acidovorax. 
ref |NR_028703.1 

964933 966480 


ref|NR_028688.1 


ref |NR_028687.1 


ref|NR_028686.1 


ref |NR_028679.1 


ref|NR_028673.1 
Shewanella. 
ref|NR_028672.1 
Shewanella. 
ref|NR_028671.1 
Moraxella. 
ref|NR_028669.1 
Moraxella. 
NR_028668.1 
bovis Bacte 


ref 


ref |NR_028655.1 
Curvibacter. 
ref|NR_027549.1 
Enterobacteriac 
ref|NR_028003.1 


ref|NR_027534.1 
Comamonadac 


ref|NR_025677.1 


ref|NR_025719.1 
132699 
La 


NR_025680.1 


ref 


Dialister. 
ref |NR_027603.1 


Desulfitob 
ref|NR_027602.1 
Ferrimonas 
ref|NR_027593.1 
Roseobact 
NR_027590.1 
135446 


ref 


ref|NR_027580.1 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Salinivibrio costicola 
Salinivibrio costicola 


Vibrionales; Vibrionaceae; 


Citrobacter murliniae 


6 987865 Citrobacter murliniae 
Enterobacteriaceae; 


Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
Citrobacter. 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
Citrobacter. 


Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 
Thiomicrospira. 


Shewanella algae 


53 Shewanella algae Bacteria; 
hewanellaceae; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Psychromonas kaikoae 


kaikoae Bacteria; 


Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Entomoplasma somnilux 


somnilux Bacteria; 


Lactobacillus sakei 

5 1328388 Lactobacillus 
ctobacillus. 

Dialister invisus DSM 
ter invisus DSM 15470 


Desulfitobacterium 

itobacterium hafniense 

acterium. 

Ferrimonas balearica 

DSM 9799 Bacteria; 
Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Salinivibrio costicola 

9 1355953 Salinivibrio 

ales; Vibrionaceae; 


Octadecabacter 


1361976 1363364 Octadecabacter antarcticus 307 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 


39662 


Bacteria; 
39662 


39662 
strain 08145 16S 


Proteobacteria; G 


Bacteria_16S 
strain HTCC2516 1 
Proteob 
Bacteria_16S 
HEL-45 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 


1370884 1370791 14 105 gi 


1379994 1379901 14 105 gi 


1382965 1382872 14 105 gi 


ribosomal RNA, partial sequence 1381574 13830 


6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


39662 Bacteria_16S 


1425131 1425058 14 


ammaproteobacteria; Alteromonadales; 


86 


strain B4P 16S ribosomal RNA, partial sequence 


39662 Bacteria_16S 
strain M1063U/93 


39662 Bacteria_16S 
profundus strain 
Bacteria; 
39662 Bacteria_16S 


1431356 1431263 14 


1437517 1437436 16 


1439074 1439001 14 


Deinococci; 


105 


95 


Thermales; 
gi 


86 


strain S2 16S ribosomal RNA, partial sequence 


39662 Bacteria_16S 


1443714 1443621 14 


105 


1437684 14391 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 


gi 


strain M2000/95/1 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; 
gi 


39662 Bacteria_16S 


1445205 1445112 14 


105 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; 


Thalassobacter. 
39662 Bacteria_16S 


1466311 1466238 14 


86 


strain U120 16S ribosomal RNA, partial sequence 


39662 Bacteria_16S 


Alicycliphilus. 
39662 Bacteria_16S 
texasensis strain 


1481531 1481458 14 


1537251 1537168 1 


Proteobacteria; 


86 


82 


gi 
1464924 14664 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
gi 
denitrificans strain K601 16S ribosomal RNA, partial sequence 


denitrificans K601 Bacteria; Betaproteobacteria; 


gi 
NRRL B-16134 16S ribosomal RNA, partial 


texasensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
39662 Bacteria_16S 


strain KMM 231 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


39662 Bacteria_16S 


strain KMM 227 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


39662 Bacteria_16S 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 15511 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 


39662 Bacteria_16S 


Saccharothrix. 
1546534 1546441 14 


1548049 1547956 14 


1552482 1552409 14 


1568860 1568771 8 


105 


105 


86 


95 


strain LB23 16S ribosomal RNA, partial sequence 


Fusobacteria; 


39662 Bacteria_16S 


antarcticus strain EL-88 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseisalinus. 
39662 Bacteria_16S 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 
39662 Bacteria_16S 
strain 75-80 16S 


39662 Bacteria_16S 


strain Albert 19982 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


39662 Bacteria_16S 


auripigmenti strain OREX-4 16S ribosomal RNA, partial s 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; 


39662 Bacteria_16S 


strain R-8904 16S ribosomal RNA, partial sequence 


Fusobacteriales; 


1611616 1611523 14 


1613096 1613003 14 


1660273 1660180 14 


1667953 1667860 14 


1693810 1693717 3 


1712146 1712053 14 


Fusobacteriaceae; 


105 


105 


105 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


105 


95 


105 


gi 
1545151 15466 
Idiomarinac 
gi 
1546665 15481 

rE 


gi 


gi 


1567482 15689 
Leptotrichia. 


gi 


gi 


gi 


1658880 16603 


gi 


gi 


gi 


Thermaceae; 


228718299 


228717469 


228717104 


Idiomarinaceae; 
gi 
1423741 14252 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
gi 
16S ribosomal RNA, partial sequence 1429972 14314 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
gi 
506 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


224581442 
224581435 
224581430 
14361 
224581429 
224581426 
14423 
224581424 
sequence 


224581409 


219878371 


219857378 
sequenc 
Actinomyce 


219857261 


219857260 


diomarinac 
219857243 


Aq 
219846057 
219878469 


Rhodob 


219878468 
Rhodo 
219878435 


onaceae; G 
219878430 
16665 
Enterobac 
219878412 
equence 
Pep 
219878400 


ocyclaceae; 


ocyclaceae; Thauera. 


Pasteurellaceae; 


ref|NR_027572.1| Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
Oceanicola. 
Oceanibulbus indolifex 


ref|NR_027563.1 


1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 
hodobacteraceae; 


Oceanibulbus. 

ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 08145 Bacteria; 
Idiomarina. 
ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 
Thauera. 
ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_027212.1| Oceanithermus 

36 1437633 Oceanithermus profundus 
Oceanithermus. 
ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 


ref|NR_027207.1| Actinobacillus scotiae 
29 1443825 Actinobacillus scotiae 
Actinobacillus. 
ref|NR_027205.1| Thalassobacter 

1443876 1445340 Thalassobacter 


Rhodobacterales; Rhodobacteraceae; 


ref|NR_027190.1| Azoarcus buckelii 

33 Azoarcus buckelii Bacteria; 

; Azoarcus. 

ref|NR_025510.1| Alicycliphilus 
1480151 1481652 Alicycliphilus 

Burkholderiales; Comamonadaceae; 


ref|NR_024966.1| Saccharothrix 
e 1535864 1537375 Saccharothrix 
tales; Pseudonocardineae; 


ref|NR_024892.1| Idiomarina zobellii 
14 Idiomarina zobellii Bacteria; 


eae; Idiomarina. 

ref|NR_024891.1| Idiomarina abyssalis 
29 Idiomarina abyssalis Bacteria; 

eae; Idiomarina. 

ref|NR_024871.1| Aquabacterium 


12 1552529 Aquabacterium citratiphilum 
uabacterium. 
ref|NR_025647.1 
67 Leptotrichia 


Leptotrichia hofstadii 
hofstadii Bacteria; 


ref|NR_025608.1| Roseisalinus 
1610323 1611743 Roseisalinus 
acterales; Rhodobacteraceae; 


ref|NR_025607.1] Loktanella 
1611794 1613208 Loktanella 
bacterales; Rhodobacteraceae; 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 
rimontia. 
ref|NR_025569.1| Escherichia albertii 
70 1668063 Escherichia albertii Bacteria; 
teriaceae; Escherichia. 
ref|NR_025551.1| Desulfosporosinus 
1692386 1693917 Desulfosporosinus 
tococcaceae; Desulfosporosinus. 


ref|NR_025539.1| Loktanella salsilacus 


1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 


39662 Bacteria_16S 
strain DSM 1672 1 
Firmicutes; 


39662 Bacteria_16S 


Clostridia; 


1748770 1748677 3 


1757973 1757880 14 


95 


105 


strain 2825 16S ribosomal RNA, partial sequence 


Proteobacteria; 
39662 Bacteria_16S 
strain LMG 20362 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

39662 Bacteria_16S 1794006 1793913 14 105 gi|219878340|ref|NR_025479.1 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 17941 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

39662 Bacteria_16S 1862664 1862571 14 105 gi| 219878293 |ref|NR_025432.1 
strain ME102 16S ribosomal RNA, partial sequence 1861284 18627 


Proteobacteria; 


39662 Bacteria_16S 


1777424 1777331 14 


1876373 1876280 14 


Gammaproteobacteria; Alteromonadales; P 


105 


16S ribosomal RNA, partial sequence 1776030 17774 


Gammaproteobacteria; Oceanospirillales; 


105 


strain HK85 16S ribosomal RNA, partial sequence 


Proteobacteria; 


39662 Bacteria_16S 


strain 95Al1 16S ribosomal RNA, 


Proteobacteria; 
39662 Bacteria_16S 
subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 
39662 Bacteria_16S 
strain DSM 169 16 
Proteobacteria; 
39662 Bacteria_16S 
strain DSM 5192 1 
Firmicutes; 
39662 Bacteria_16S 


is Bacteria; 


Clostridia; 


1963059 1962966 14 
complete 


1966140 1966067 14 


2030144 2030071 14 


2051722 2051629 3 


2068434 2068361 14 


Gammaproteobacteria; Pasteurellales; Pa 


105 
sequence 


Gammaproteobacteria; Pasteurellales; Pa 


86 


is strain G 16S ribosomal RNA, partial 
Proteobacteria; 


86 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


95 


6S ribosomal RNA, partial sequence 2050314 20 
Clostridiales; Veillonellaceae; 


86 


strain 58Eu 16S ribosomal RNA, partial sequence 


Proteobacteria; 
39662 Bacteria_16S 
strain 47Lol 16S 
Proteobacteria; 


39662 Bacteria_16S 


2069966 2069893 14 


2086894 2086801 14 


Betaproteobacteria; Rhodocyclales; 


86 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


105 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; 


39662 Bacteria_16S 


2092892 2092799 14 


Gammaproteobacteria; Oceanospirillales; 


105 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 


39662 Bacteria_16S 


henchirensis strain TMB834 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


henchirensis Bacteria; 
39662 Bacteria_16S 


californiensis strain APO 16S ribosomal RNA, partial sequence 
californiensis Bacteria; 


39662 Bacteria_16S 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
39662 Bacteria_16S 


issachenkonii strain KMM 3549 16S ribosomal RNA, partia 
issachenkonii Bacteria; 


Pseudoalteromonas. 
39662 Bacteria_16S 


2179303 2179230 14 


Proteobacteria; 
2238414 22383171 


Firmicutes; 
2272170 2272077 14 


2273643 2273550 14 
Proteobacteria; 


2284377 2284284 14 


Clostridia; 


Gammaproteobacteria; Alteromonadales; 


86 


97 


105 


KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


105 


Gammaproteobacter 


105 


strain A45 16S ribosomal RNA, partial sequence 


Proteobacteria; 


39662 Bacteria_16S 


2311459 2311378 3 


Gammaproteobacteria; Methylococcales; Methylococc 


82 


strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
39662 Bacteria_16S 


denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 


39662 Bacteria_16S 


psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; 


Methylobacter. 
39662 Bacteria_16S 


2353679 2353606 14 


Proteobacteria; 
2440391 2440298 14 


Proteobacteria; 


2494778 2494673 3 


86 


Betaproteobacteria; 


105 


105 


Betaproteobacteria; 


Clostridiales; 


complete 
Gammaproteobacteria; Methylococcales; 


gi| 219878375 


6S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 


gi|219878367 
1756574 17580 


gi|219878352 


fe) 
gi|219878284 
1874987 18764 


gi|219878220 
1961654 19631 


219878218 
sequence 


gi 


219878176 
301 


gi 
2028754 20 


219878158 
518 


gi 


gi| 219878145 
2067059 20685 
Rhodocyclaceae 
gi| 219878144 
2068593 20700 
Rhodocyclaceae 
gi| 219878132 
2085504 20870 
Alcanivor 
gi| 219878128 
2091488 20930 
Shewanellac 
gi| 219857614 


Burkho 
gi|]219857574 
Cc 
gi| 219857552 
P 


219857551 
1 sequence 
ia; Alte 


gi 


gi] 219857544 
2282981 22844 


gi| 219857522 
2310109 23115 
Streptosporang 


gi| 219857492 


219857428 
sequence 


gi 


219857387 


sychromonadaceae; 


Anaerosinus. 


Burkholderiales; 


ref|NR_025514.1 


ref|NR_025506.1 
69 Psychromonas 


ref |NR_025491.1 


Oleiphilu 
ref |NR_025423.1 
Haemophilu 


ref |NR_025359.1 


; Thauera. 
ref|NR_025283.1 


; Thauera. 
ref|NR_025271.1 


acaceae; 
ref |NR_025267.1 


Shewanella. 
ref |NR_025203.1 

2177978 217937 
lderiales; 
ref|NR_025162.1 

2237029 223848 
lostridiaceae; 
ref|NR_025140.1 
90 2272278 Pseudo 


eae; 


ref|NR_025139.1 
2272329 227377 
romonadales; Pse 


ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomon 


ref|NR_025080.1 
2352316 235375 
Coma: 
ref|NR_025016.1 
2438995 244052 
Met 


gi 


australiensis strain 109 16S ribosomal RNA, partial sequence 


Comamonadaceae; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
Megamonas. 


Psychromonas profunda 


profunda Bacteria; 
Psychromonas. 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


leiphilaceae; Ss. 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


steurellaceae; Ss. 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
steurellaceae; 


Pasteurella. 

ref|NR_025357.1| Alcaligenes faecalis 

1964797 1966210 Alcaligenes faecalis 
Burkholderiales; Alcaligenaceae; 
ref|NR_025315.1| Chromatium okenii 
44 Chromatium okenii Bacteria; 
Chromatium. 
ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
ref|NR_025284.1| Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Ramlibacter 

0 Ramlibacter 
Ramlibacter. 
Tindallia 

3 Tindallia 


Tindallia. 


Pseudoalteromonas 
alteromonas ruthenica 


seudoalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Methylobacter marinus 
marinus Bacteria; 
cter. 

Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Methylobacter 

1 Methylobacter 
hylococcaceae; 


ref |NR_024975.1 
2493400 249486 


Tetrasphaera 
9 Tetrasphaera 


australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 


39662 


strain 3CB-1 16S 


39662 


strain MF63 16S r 


39662 


strain CCUG 2113 


39662 


meridiei strain S 
Bacteria; 


39662 


mediterranea stra 
mediterranea MMB- 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


1 Bacteria; 


2499208 2499135 14 


2500745 2500672 14 


2545666 2545593 14 


2548797 2548704 3 


Clostridia; 
2587094 2587001 14 


in MMB1 16S ribosomal RNA, 
Proteobacteria; 


2636240 2636147 14 


86 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


86 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


86 


95 


105 


105 


gi 


2497830 24993 
Rhodocyclaceae; 


gi 


2499368 25008 
Rhodocyclaceae; 


gi 


gi 


10 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


gi 


219857384 


219857382 


219857347 


16S ribosomal RNA, partial sequence 2544276 25457 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


219857345 


219857277 


complete sequence 
Gammaproteobacteria; 


219857234 


25473 
Peptococcaceae; 


ref 


ref 


ref 


ref 


ref 


ref 


74 2548878 Desul 
Desulfosporosinus. 


2585691 258722 
Oceanospirillales; 


strain CDC 0876-58 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobact 


Bacteria; 


26348 
eriales; 


42 2636362 Citrob 
Enterobacteriac 


39662 


strain CDC 2991-8 


39662 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


39662 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


39662 


strain ATCC15947 
Bacteria; 


39662 


strain JCM1680 16 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


2637804 2637711 14 


2750325 2750252 14 


Proteobacteria; 


2760926 2760844 1 


2763860 2763767 14 


2765376 2765283 14 


105 


86 


82 


105 


105 


S ribosomal RNA, partial sequence 


gi 


1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi 


ain NA10B 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi 


gi 


gi 
27 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


39662 


strain JCM1679 16 


Bacteria_16S 


2766892 2766799 14 


105 


S ribosomal RNA, partial sequence 


gi 
27 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


39662 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; 


39662 


lanceolatus strai 
lanceolatus Bacte 


39662 


strain S-1 16S ri 


39662 


japonicum strain 
japonicum Bacteri 


39662 


strain JCM1234 16 


39662 


strain AX39 16S r 


39662 


mechernichensis s 
mechernichensis B 


39662 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


39662 


strain S369-98-1 
Firmicutes; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


Lactobacillales; 


2768407 2768298 1 


2862557 2862484 14 


2893392 2893299 14 


2932888 2932795 14 


2952586 2952493 14 


3060472 3060399 14 


3062013 3061940 14 


Proteobacteria; 
3063485 3063392 14 


3065026 3064968 36 


3096484 3096391 14 


105 


86 


105 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


105 


105 


S ribosomal RNA, partial sequence 


86 


ibosomal RNA, partial sequence 


86 


105 


95 


105 


gi 


strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Dietzia. 


gi 


n ATCC 14669 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 


gi 


219857233 


219857154 


219857146 


15668 16S ribosomal RNA, partial sequence 27595 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219857142 


16S ribosomal RNA, partial sequence 2762542 27639 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


219857141 
63991 27654 


219857140 
65507 27669 


219857139 


sequenc 


219856883 


Burkhol 
219856861 


2892009 28935 


gi 


ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 


gi 


219856835 
sequence 


219856822 


2951208 29526 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


Enterobac 
219846882 


3059104 30605 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


gi 


gi 


gi 


gi 


219846881 


train TL1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


Rho 
219846880 


ain CH-B427 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


219846879 


16S ribosomal RNA, partial sequence 3063651 30650 


Streptococcaceae; Streptococcus. 


219846858 


26364 


Act 


sequence 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
deri 
ref 


ref 


ref 


teri 
ref 


; Th 
ref 


docy 
ref 


ref 


13 2637923 Citro 


2748935 275045 
Burkholderiales; 


40 Edwardsiella 
Enterobacteriac 


56 Edwardsiella 
Enterobacteri 


72 Edwardsiella 
Enterobacteri 


e 2767023 276850 


inomycetales; Co 


2861171 286267 


2931509 293296 
Oceanospiril 


57 Enterobacter 


3060645 306213 


3062186 306360 
Rhodobac 


27 Streptococcus 


NR_024972.1 


17 Thauera chlorobenzoica 
Thauera. 


NR_024970.1 


NR_024935.1 


Acidovorax. 


NR_024933.1 


NR_024908.1 


NR_024862.1 


NR_024861.1 


NR_024782.1 


NR_024774.1 


NR_024770.1 


NR_024769.1 


aceae; Edwar 
NR_024768.1 


aceae; Edwar 
NR_024767.1 


NR_024702.1 


ales; Comamo 
NR_024680.1 


oO. 
NR_024654.1 


lales; Pseud 
NR_024641.1 


aceae; Enter 
NR_026474.1 


auera. 
NR_026473.1 


clales; Rhod 
NR_026472.1 
terales; Rho 


NR_026471.1 


ref 


chlorobenzoica 
Bacteria; 


Thauera 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 
Azoarcus. 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Desulfosporosinus 


fosporosinus meridiei 


Marinomonas 
4 Marinomonas 
Marinomonas. 
Citrobacter werkmanii 


a 
e 


cter werkmanii 
ae; Citrobacter. 


Citrobacter farmeri 


bacter farmeri Bacteria; 
Citrobacter. 


Diaphorobacter 
5 Diaphorobacter 


Comamonadaceae; 


Actinokineospora 


56 2761026 Actinokineospora terrae 
Actinosynnemataceae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Dietzia 
5 Dietzia 
rynebacterineae; 


Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 
Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
Vibri 


Pseudospirillum 

7 Pseudospirillum 
ospirillum. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 
ocyclaceae; Thauera. 
Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 
Streptococcus ovis 
ovis Bacteria; 


NR_026450.1 


Ruminobacter 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 


Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Succinivibrionaceae; 


Ruminobacter. 


39662 Bacteria_16S 3102437 3102340 1 O7 gi|219846854|ref|NR_026446.1 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 31025 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

39662 Bacteria_16S 3114436 3114363 14 86 gi| 219846846 |ref|NR_026438.1 
strain DSM 12081 16S ribosomal RNA, complete sequence 3113039 3114569 Azoarc 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
39662 Bacteria_16S 3117515 3117422 14 105 gi| 219846844 |ref|NR_026436.1 


antarctica strain 


antarctica Bacteria; 


Psychromonas. 
39662 


Hyphomicrobium. 
39662 
pontiacus ChLG-10 
Bacteria; Proteob 
39662 
orientis strain D 
Bacteria; Firmicu 
39662 
heliothermus stra 
heliothermus Bact 
Antarctobacter. 

39662 
strain Ekho Lake- 


39662 
strain ATCC 29903 
Proteobacteria; G 
39662 
nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 
39662 


Bacteria_16S 
methylovorum strain DSM 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial seque 


star-1 


3126557 3126464 14 


3144466 3144373 14 
16S ribosomal 
acteria; 
3155175 3155082 3 
SM 765 
tes; Clostridia; 
3162794 3162701 14 


3164257 3164164 14 


3273375 3273282 14 


3422269 3422176 14 


eria; Proteobacteria; 


3425236 3425143 14 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


105 


5458 16S ribosomal RNA, partial sequence 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; 


105 


RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


95 


16S ribosomal RNA, partial sequence 31537 


Clostridiales; Peptococcaceae; 


105 


in EL-219 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


105 


172 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Bacteria_16S 


105 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobac 
Bacteria_16S 
in NCIMB 8614 16S ribosomal RNA, partial 


105 


Gammaproteobacteria; 


105 


gi| 219846838 


219846826 
31431 


gi 
gi|219846819 


gi| 219846814 


219846813 
31629 


gi 


219846739 
32719 


gi 


219846630 
sequenc 
Alter 


gi 


gi| 219846628 


Alteromonadales; 


Rhizobiales; Hyphomic 


Rhodobacterales; 


3116131 311762 


ref|NR_026430.1 


125234 312665 


Ww 


ref|NR_026418.1 
69 3144565 Sulfit 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026406.1 
161511 316291 


w 


ref|NR_026405.1 
Roseovari 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref 
nce 


NR_026220.1 
342386 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Psychromonas 
9 Psychromonas 


Psychromonadaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Desulfosporosinus 
osporosinus orientis 
Ss. 

Antarctobacter 
0 Antarctobacter 


Rhodobacteraceae; 


Roseovarius tolerans 


61 3164378 Roseovarius tolerans Bacteria; 


us. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonad 
39662 


39662 
strain ATCC 15338 
Proteobacteria; G 
39662 
strain 717 16S ri 
Proteobacteria; G 
39662 
strain ATCC 14048 


Proteobacteria; G 


39662 
strain ATCC 35912 
Bacteria; 
39662 


Bacteria; 
39662 


39662 
strain P-172-71 1 


Bacteria_16S 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 35234 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
Bacteria_16S 


aceae; Pseudoalteromonas. 
3523310 3523237 14 


3560197 3560104 14 


3561712 3561619 14 


3566198 3566105 14 


86 


105 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 
Bacteria_16S 


105 


bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
Bacteria_16S 


105 


16S ribosomal RNA, partial sequence 


gi|219846561 


219846536 
35587 


gi 
gi|219846535 
3560299 35617 


219846532 
35647 


gi 


Proteobacteria; Gammaproteobacteria; Vibriona 
Bacteria_16S 
arcticus strain 238 16S ribosomal RNA, partial sequence 


3569209 3569116 14 105 gi 
16S ribosomal RNA, partial sequence 
3683168 3683075 14 


105 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 
chlororespirans strain Co23 16S ribosomal RNA, partial 
chlororespirans Bacteria; 
Bacteria_16S 


3686223 3686130 3 95 gi 
Clost 


gi 


Firmicutes; Clostridia; 
3695320 3695227 14 105 


ammaproteobacteria; Vibrionales; Vibrionaceae; V 
Bacteria_16S 


6S ribosomal RNA, partial sequence 3693916 36953 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


219846530 
35678 
les; Vibri 
219846449 
36818 


219846447 
sequence 
ridiales; 
219846441 


steurellac 


39662 


Bacteria_16S 


3750249 3750156 14 


105 


strain A089 16S ribosoma 


1 RNA, partial sequence 


gi|219846401 
3748871 37503 


ref|NR_026153.1 
; Thauera. 
ref|NR_026128.1 
84 3560248 Vibrio 
ref|NR_026127.1 
ibrio. 
ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref |NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio. 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_026032.1 


eae. 
ref |NR_025992.1 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Desulfitobacterium 

3 Desulfitobacterium 
Desulfitobacterium. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


39662 


strain 34-P 16S r 


39662 


strain NCTC 3438 16S ribosomal RNA, 


Bacteria_16S 


Bacteria_16S 


3795469 3795396 14 


3826007 3825914 14 


86 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


105 


complete sequence 


gi|219846367 
3794096 37955 


gi| 219846346 


ibrio. 
ref|NR_025958.1 


Polaromonas. 
NR_025937.1 


ae; 
ref 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Avibacterium volantium 


3824598 3826078 Avibacterium volantium 


Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 


39662 


strain ATCC 27255 
Firmicutes; 


39662 


strain Td-21 16S 
Proteobacteria; 


39662 


strain CL-SP19 16 
Proteobacteria; 


39662 


strain SW-117 16S 
Proteobacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


aliena strain KMM 


3833512 3833430 14 


Clostridiales; 


3856157 3856084 14 


3984117 3984024 14 


4030692 4030599 14 


4053328 4053235 14 


95 


16S ribosomal RNA, partial sequence 
Ruminococcaceae; 


86 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


105 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


105 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


105 


gi| 219846340 


gi|219846325 


3854781 38562 


gi| 219846236 


3982735 39841 


gi| 219846203 


4029306 40308 


gi|219846185 


38321 
Ruminococcus. 


ref 


ref 


ref 


ref 


ref 


NR_025930.1 


NR_025915.1 


NR_025826.1 


Idiomarina. 
NR_025793.1 


Shewanella. 
NR_025775.1 


Ruminococcus bromii 


73 3833552 Ruminococcus bromii Bacteria; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 
Azoarcus. 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Pseudoalteromonas 


Bacteria; Proteo 


bacteria; Gammaproteobacteria; Alteromo 


3562 16S ribosomal RNA, partial sequence 


4051928 4053458 Pseudoalteromonas aliena 
Pseudoalteromonadaceae; 


Pseudoalteromonas. 
39662 
delicatus strain 
delicatus Bacteria; 
Sulfitobacter. 
39662 


39662 


39662 


Proteobacteria; 


39662 


39662 


Bacteria_16S 
KMM 358 
Prot 


Bacteria_16S 
strain KMM 3554 16S ribo 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
nitratireducens strain M 
nitratireducens Bacteria; 
Bacteria_16S 
strain KMM 3823 16S ribo 
Gammapro 
Bacteria_16S 
ganghwensis strain JC204 
ganghwensis Bacteria; 
Bacteria_16S 


4167474 4167381 14 


4168956 4168863 14 


4173644 4173571 8 
Firmicutes; 
4179766 4179673 14 
4196517 4196424 14 


Proteobacteria; 
4198003 4197945 36 


105 


4 16S ribosomal RNA, partial sequence 


eobacteria; Alphaproteobacteria; Rhodobacterales; 


105 


Rhodobacterales; 


80 


et 79 16S ribosomal RNA, partial 
Clostridia; 


105 


105 


95 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; 
39662 
thermautotrophica 
thermautotrophica 
Sedis; 


Bacillales; Bacillaceae; Anoxybacillus. 
Bacteria_16S 


gi|219846102 


gi|219846101 


somal RNA, partial sequence 4167649 4169078 Sulfitobacter 
Rhodobacteraceae; 


gi| 219846098 


gi|219846094 


somal RNA, partial sequence 4178357 41798 
teobacteria; Alteromonadales; Shewanellaceae; 


gi|219846078 


4 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846077 


4196627 4198008 Anoxybacillus 


4208494 4208401 3 95 gi|219846070|ref|NR_025660.1 
strain 41 16S ribosomal RNA, partial sequence 4207086 420854 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales 


sequence 4172278 417374 
Clostridiales; 


Oceanospirillales; 


ref |NR_025692.1 


166170 416759 


rs 


ref |NR_025691.1 


ref|NR_025688.1 
Eubacteriaceae; 
ref|NR_025684.1 


Shewanella. 
NR_025668.1 
195136 419657 
Hah 
NR_025667.1 


ref 


rs 


ref 


Sulfitobacter 
8 Sulfitobacter 


Rhodobacteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 


Sulfitobacter. 


Garciella 
8 Garciella 
Garciella. 
Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Zooshikella 

6 Zooshikella 

ellaceae; Zooshikella. 
Anoxybacillus gonensis 
gonensis Bacteria; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Carboxydocella. 


39662 


Bacteria_16S 


4214594 4214501 14 


105 


gi|219846065 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 


translucida Bacteria; 


Pseudoalteromonas. 
39662 


Pseudoalteromonas. 
39662 
strain U 5/41 16S 
Proteobacteria; 


Bacteria_16S 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial 
paragorgicola Bacteria; 


Bacteria_16S 


Proteobacteria; 
4216149 4216056 14 
Proteobacteria; 


4246334 4246241 14 


Gammaproteobacteria; 


105 


105 


ribosomal RNA, partial sequence 


gi|219846064 


gi|219722938 
4244934 42463 


ref 


Pseudoalteromonas 


Alteromonadales; 


sequence 
Gammaproteobacteria; Alteromonadales; 


Gammaproteobacteria; Enterobacteriales; 


Enterobacteriaceae; 


NR_025655.1 
4213214 4214713 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_025654.1| Pseudoalteromonas 
4214764 4216269 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_024570.1| Escherichia coli 
83 Escherichia coli Bacteria; 
Escherichia. 


ref 


NR_029323.1 


Pseudonocardia 


39662 Bacteria_16S 74123, 74043 4 82 gi| 265679015 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Pseudonocardia. 
39662 Bacteria_16S 88908 88816 16 105 gi| 265679004 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 


haemolytica Bacteria; 
Bacteria_16S 


39662 


Bacteroidetes; Flavobacteria; 


Flavobacteriales; 


Actinomycetales; 


72731 74244 Pseudonocardia 


Pseudonocardineae; 


118158 118054 4 


105 


gi| 265678984 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 


ulcerans Bacteria; 


Corynebacteriaceae; Corynebacterium. 


39662 


Arthrobacter. 
39662 
strain 55134 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
strain XILO8 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


39662 


Xylanibacterium. 


Bacteria_16S 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


134939 134835 4 


145491 145387 4 


Actinobacteria; Actinobacteridae; Ac 


105 


105 


ribosomal RNA, partial sequence 


265678973 
13354 
Micr 


gi 


gi| 265678966 
144082 14559 


tinomycetales; 


6 135015 Arthro 


ref |NR_029274.1 


ref|NR_029312.1| Capnocytophaga 
87607 88985 Capnocytophaga 
Flavobacteriaceae; Capnocytophaga. 
ref |NR_029292.1| Corynebacterium 
116781 118270 Corynebacterium 
Corynebacterineae; 
ref|NR_029281.1] Arthrobacter 


bacter ureafaciens 


ococcineae; Micrococcaceae; 


Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


407267 407163 4 105 gi 


complete sequence 


Micrococcineae 


265678784 


; Jonesiaceae; Jonesia. 
ref|NR_029089.1| Xylanibacterium ulmi 


405881 407393 Xylanibacterium ulmi Bacteria; 
Micrococcineae; Promicromonosporaceae; 


39662 


strain YIM 70085 16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


39662 


halotolerans strain YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


422724 422620 4 10 


428975 428871 4 10 


Corynebacteriaceae; Corynebacterium. 


39662 


J18 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 


39662 


strain QH3A7 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


39662 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


39662 


gangotriensis str 
gangotriensis Bac 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


467299 467195 4 10 


490328 490224 4 10 


494981 494877 4 10 


496486 496382 4 10 


Micrococcaceae; Arthrobacter. 


39662 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


39662 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


39662 


strain R9242 16S 


39662 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


39662 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


39662 


defluvii strain B 
Bacteria; 


39662 


strain Z 4493 16S 
Firmicutes; 


39662 


strain CMS90 16S 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteroidetes; 


Clostridia; 


553038 552934 4 10 


566760 566680 16 94 
Flavobac 


Bacteroidetes; 


569780 569676 4 10 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


580175 580071 4 10 


608841 608737 4 10 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


648705 648601 4 10 


complete sequence 


5 gi 


5 gi 


5 gi 


5 gi 


5 gi 


5 gi 


5 gi 


613 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


ain CPW406 16S ribosomal RNA, partial 
teria; 


teria; 


5 gi 


5 gi 


MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 
e; Corynebacterium. 


5 gi 


5 gi 


F 


CMS 76or 16S ribo 
Actinobacteridae; 
39662 


669603 669499 4 105 gi 


pluranimalium strain M430/94/2 16S ribosomal RNA, parti 


pluranimalium Bac 
Actinomycetaceae; 
39662 
cellulosilytica s 


Bacteria_16S 


teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

782750 782646 4 105 gi 
train XILO7 16S ribosomal RNA, partial 


cellulosilytica Bacteria; Actinobacteria; Actinobacteri 
Promicromonosporaceae; Xylanimonas. 


39662 
strain ASpGl1 16S 
Spirochaetes; 
39662 
strain Chj707 16S 
Bacteroidetes; Fl 
39662 
zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 

39662 


Bacteria_16S 
Spirochaetales; 


Bacteria_16S 


Bacteria_16S 
n 6330 16S ribosomal RNA, partial sequence 81510 
acteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


793475 793383 14 104 
ribosomal RNA, partial sequence 
Spirochaetaceae; 

801143 801063 16 94 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 

816470 816366 4 105 


gi 


gi 


gi 


1098511 1098431 1 79 gi 


265678773 


265678769 
sequence 


265678740 


265678725 


488917 49045 
ococcineae; 


265678722 


in KGN15 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


265678721 


ain LzlY 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


265678684 


265678675 
sequence 


265678673 


568394 569881 Actinobaculum 
Actinomycetaceae; 


265678666 
sequence 


265678646 


IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 


645783 64725 
ococcineae; 


265678619 


265678603 
al sequenc 


265678524 
sequence 
dae; 


265678517 


792094 79356 
Spirochaeta. 


265678512 


799765 80123 
Flavobacteriaceae; 


265678502 


265678311 


scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Actinomycetales; 


e; Actinomycetales; 


Corynebacterineae; 


lavobacteriales; 


nomycineae; 


ref |NR_029078.1 
Yaniellaceae; 
ref |NR_029074.1 

427586 429077 


ref|NR_029045.1 
Rothia. 
ref |NR_029030.1 
Jonesiaceae; 
ref |NR_029027.1 

493586 495067 


ref |NR_029026.1 
495118 496571 
Microc 


ref |NR_028989.1 


ref|NR_028980.1 
565378 566823 


ref |NR_028978.1 


ref|NR_028971.1 
578821 580286 
Corynebacter 


ref |NR_028951.1 


9 Arthrobacter 
Micrococcaceae 


ref|NR_028924.1 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
ococcineae; 


Yaniella. 
Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Rothia amarae strain 


465880 467346 Rothia amarae Bacteria; Actinobacteria; 
ococcaceae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 
Jonesia. 


Arthrobacter 
Arthrobacter 


Micrococcineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


Corynebacterium 


551703 553077 Corynebacterium aquilae 
Corynebacteriaceae; 


Chryseobacterium 
Chryseobacterium 


Flavobacteriaceae; 


Actinobaculum urinale 
urinale Bacteria; 
Actinobaculum. 
Corynebacterium 
Corynebacterium 
ineae; 


Corynebacterium 
Corynebacterium 


ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
622593 622513 16 94 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
633240 633152 8 95 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Clostridiales; Eubacteriaceae; Acetobacterium. 
647173 647069 4 105 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 
Kocuria polaris strain 


ococcaceae; 


e; Actinomycetales; 


Actinomycetales; 


Pseudonocardineae; 


somal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micr 
Bacteria_16S 


Kocuria. 
ref|NR_028908.1| Arcanobacterium 
e 668320 669706 Arcanobacterium 


Actinomycineae; 


ref|NR_028828.1 
781358 782875 


Xylanimonas 
Xylanimonas 
Micrococcineae; 


ref|NR_028820.1| Spirochaeta americana 
0 Spirochaeta americana Bacteria; 


ref|NR_028815.1| Kaistella koreensis 
6 Kaistella koreensis Bacteria; 
Kaistella. 
ref|NR_028805.1| Pseudonocardia 

9 816530 Pseudonocardia zijingensis 
Pseudonocardiaceae; 


ref|NR_028613.1| Streptomyces 
1097121 1098599 Streptomyces 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


Streptomycineae; 


39662 Bacteria_16S 1199956 1199876 16 94 gi|228715480|ref|NR_027533.1| Dyadobacter fermentans 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 1200010 Dyadobacter fermentans DSM 18053 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Dyadobacter. 

39662 Bacteria_16S 1204522 1204438 14 97 gi| 228715356 |ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

39662 Bacteria_16S 1206029 1205945 14 97 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

39662 Bacteria_16S 1207557 1207485 21 92 gi|228715354|ref|NR_027526.1| Catenibacterium 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Catenibacterium mitsuokai DSM 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 
39662 Bacteria_16S 1218062 1217958 4 105 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

39662 Bacteria_16S 1227082 1226978 4 105 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

39662 Bacteria_16S 1249842 1249762 16 94 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

39662 Bacteria_16S 1257265 1257161 4 105 gi|219857144|ref|NR_024772.1| Corynebacterium 
efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

Corynebacterium. 

39662 Bacteria_16S 1273872 1273792 16 94 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 

AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 

Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

39662 Bacteria_16S 1319176 1319088 8 95 gi|228715349|ref|NR_027521.1| Staphylococcus 

schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 

39662 Bacteria_16S 1422043 1421939 4 105 gi|224581444|ref|NR_027226.1| Arthrobacter 

psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 

psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Micrococcaceae; Arthrobacter. 

39662 Bacteria_16S 1451279 1451175 4 105 gi|224581420|ref|NR_027201.1| Corynebacterium 

spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 

spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Corynebacteriaceae; Corynebacterium. 

39662 Bacteria_16S 1454275 1454171 4 105 gi|224581418|ref|NR_027199.1| Arthrobacter 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


39662 
subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 
39662 
strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 

39662 
strain DSM 12798 


39662 
arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 
39662 
antarcticus strai 
antarcticus Bacte 
Algoriphagus. 
39662 
strain LMG 21970 
Bacteroidetes; Sp 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1476850 1476743 1 105 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1490666 1490562 4 105 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


2 
1 
; 
mp 


al 


1605696 1605592 4 105 gi 
oc 
1607237 1607133 4 105 gi 
in Rell7 16S ribosomal RNA, partial se 


eria; Actinobacteria; Actinobacteridae 


qu 


v 


1617660 1617568 16 105 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


s 
ph 
1619183 1619091 16 


105 gi 


hingobacteria; Sphingobacteriales; Cyclo 


39662 


Bacteria_16S 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 


1 sequence 
ridae; Act 


19878445 
sequence 
Actinomy 
lex (MAC 
219846947 


14892 
es; 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


ence 


219878465 


equence 


219878464 
16S ribosomal RNA, partial sequence 1617815 16192 
bacteria 


1622229 1622137 16 105 gi 


219878462 


Cory 


occineae 
219878472 


Actinomy 


ingobact 


1452894 145438 
inomycetales; Mi 


1 Arthrobacter 
crococcineae; 


ref |NR_025584.1 

1475465 147693 
cetales; Coryneb 
)x 
ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 
ref|NR_025613.1] Arthrobacter mysorens 
05 Arthrobacter mysorens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_025611.1] Arthrobacter 

1605856 1607314 Arthrobacter 
cetales; Micrococcineae; Micrococcaceae; 


’ 


ref|NR_025604.1 
1616292 161776 
eriales; Cycloba 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 


ref|NR_025603.1 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 
ref|NR_025601.1| Algoriphagus 
1620861 1622333 Algoriphagus 


Algoriphagus chordae 


winogradskyi Bacteria; Bacteroidetes; 
Algoriphagus. 

39662 Bacteria_16S 
strain BA134 16S 
Bacteroidetes; 
39662 Bacteria_16S 
strain R2014 16S 


Sphingobacteria; 


Sphingobacteriales; Cyclobacteriaceae; 


39662 


1625260 1625168 16 105 gi|219878460|ref|NR_025599.1| Belliella baltica 
ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 
1669487 1669383 4 105 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
1771449 1771345 4 105 gi|219878357|ref|NR_025496.1| Corynebacterium 


Bacteria_16S 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


felinum Bacteria; 
Corynebacteriaceae; Corynebacterium. 
39662 Bacteria_16S 


1809379 1809292 8 


95 gi 


1770072 1771486 Corynebacterium 
Corynebacterineae; 


219878330|ref|NR_025469.1] Planococcus 


1807983 1809461 Planococcus 


antarcticus strain CMS 26o0r 16S ribosomal RNA, partial 


antarcticus Bacteria; 


Firmicutes; Bacillales; 


Planococcaceae; 


sequence 


Planococcus. 


39662 


Bacteria_16S 


1849140 1849036 4 


105 


219878303|ref 


gi 


NR_025442.1 


Arcanobacterium 


hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Arcanobacterium. 


39662 Bacteria_16S 


Corynebacteriaceae; Corynebacterium. 
39662 Bacteria_16S 


joostei Bacteria; 
39662 
auriscanis strain 


Bacteroidetes; 
Bacteria_16S 


1859600 1859496 4 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


1920448 1920368 16 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
Flavobacteria; 
1954011 1953907 4 
CCUG 39784 16S ribosomal RNA, partial sequence 


105 gi 


94 gi 


105 gi 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
39662 Bacteria_16S 
strain CF-43 16S 


39662 Bacteria_16S 
strain Cm al3 16S 


39662 
variabile strain 


Bacteria_16S 


Corynebacteriaceae; Corynebacterium. 
39662 Bacteria_16S 
strain CCUG 35957 


1960009 1959905 4 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
1982846 1982766 14 
ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; 
2031565 2031461 4 
DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


2036130 2036026 4 
16S ribosomal RNA, partial sequence 


105 gi 


19 


93 gi 


19 
105 gi 


105 gi 


Flavobacteriales; 


Sorangiineae; 


sequence 1847763 1849248 Arcanobacterium 
Actinomycetales; Actinomycineae; 
219878295|ref|NR_025434.1| Corynebacterium 
sequence 1858220 1859701 Corynebacterium 
Actinomycetales; Corynebacterineae; 
219878248 |ref|NR_025387.1| Chryseobacterium 
1919085 1920553 Chryseobacterium 
Flavobacteriaceae; Chryseobacterium. 
ref |NR_025365.1| Corynebacterium 
1952641 1954047 Corynebacterium 
Actinomycetales; Corynebacterineae; 


219878226 


219878222 |ref|NR_025361.1] Arthrobacter albus 


58616 1960116 Arthrobacter albus Bacteria; 
Micrococcaceae; Arthrobacter. 
219878207 |ref|NR_025346.1]| Chondromyces robustus 


81436 1982973 Chondromyces robustus Bacteria; 

Polyangiaceae; Chondromyces. 

ref|NR_025314.1| Corynebacterium 
2030195 2031630 Corynebacterium 


Corynebacterineae; 


219878175 


Rothia nasimurium 
nasimurium Bacteria; 


219878171|ref|NR_025310.1 
2034753 2036233 Rothia 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


39662 Bacteria_16S 2037652 2037548 4 


simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 


Corynebacterium. 
39662 Bacteria_16S 
elephantis strain 


2053272 20531641 


elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 

39662 Bacteria_16S 2183862 2183758 4 105 gi|219857611|ref|NR_025200.1 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 218387 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

39662 Bacteria_16S 2247439 2247335 4 105 gi|219857568|ref|NR_025156.1 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 224756 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 2325166 2325062 4 105 gi|219857513|ref|NR_025101.1 


strain LMG S-19264 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


39662 Bacteria_16S 2347681 2347577 4 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
39662 Bacteria_16S 2349190 2349086 4 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 


105 


106 


DSM 44368 16S ribosomal RNA, partial 


105 


105 


219878170|ref 
2036284 2 


gi 


219878157|ref 
sequence 2 


gi 


219857496|ref 


gi 


219857495 |ref 


gi 


Micrococcaceae 


2323867 2325209 Coryne 
Corynebacterineae; C 
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Corynebacterium 
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orynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Actinomyces 
7 Actinomyces 
mycineae; 


Streptomyces 
5 Streptomyces 
omycineae; 


bacterium casei 
orynebacteriaceae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


NR_025083.1 


Arthrobacter 


2347826 2349284 Arthrobacter 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 


Corynebacterium casei 


39662 Bacteria_16S 2408440 2408360 16 94 gi|219857455|ref|NR_025043.1| Riemerella columbina 
strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

39662 Bacteria_16S 2455704 2455600 4 105 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

39662 Bacteria_16S 2514459 2514355 4 105 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

39662 Bacteria_16S 2517487 2517383 4 105 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

39662 Bacteria_16S 2656042 2655938 4 105 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

39662 Bacteria_16S 2759455 2759363 16 105 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

39662 Bacteria_16S 2925469 2925419 45 95 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

39662 Bacteria_16S 3028434 3028342 4 95 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
39662 Bacteria_16S 3099511 3099407 4 105 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
39662 Bacteria_16S 3111396 3111304 4 95 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 
39662 Bacteria_16S 3120580 3120476 4 105 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

39662 Bacteria_16S 3149016 3148912 4 105 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 


Bacteria; Actinob 


Corynebacterium. 
39662 Bacteria_ 
strain M408/89/1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacte 
Corynebacterium. 

39662 Bacteria_16S 3206900 3206796 4 105 gi|219846784|ref|NR_026376.1 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

39662 Bacteria_16S 3208424 3208320 4 105 gi| 219846783 |ref|NR_026375.1 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Corynebacteriaceae; Corynebacterium. 

39662 Bacteria_16S 3214399 3214295 4 105 gi| 219846778 |ref|NR_026370.1 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 321302 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacteriaceae; Corynebacterium. 

39662 Bacteria_16S 3215921 3215817 4 105 gi| 219846777 |ref|NR_026369.1 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

39662 Bacteria_16S 3265792 3265704 8 95 gi|219846744|ref|NR_026336.1 
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Clost 
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95 gi 


ridia; Clostridiales; Eubacteriaceae; 


cl 


Eu 


ales; 
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ref |NR_026330.1 


mM. 


orynebacteriaceae; 
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ref|NR_026329.1 
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strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
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Clostridia; 


Clostridiales; 
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3911550 3912857 Agromonas 


oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; 
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03 Algoriphagus marincola Bacteria; 
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ref|NR_025744.1| Algoriphagus 


JC2051 16S ribosomal RNA, partial sequence 


4097319 4098745 Algoriphagus 


halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
39662 Bacteria_16S 33291 33184 1 105 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

39662 Bacteria_16S 46687 46604 1 82 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
39662 Bacteria_16S 54525 54434 5 95 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
39662 Bacteria_16S 66541 66458 1 82 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

39662 Bacteria_16S 108859 108776 1 82 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

39662 Bacteria_16S 110351 110268 1 82 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 


G33 16S ribosomal 
Actinobacteridae; 
39662 
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Mycobacteriaceae; 
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39662 
helvolus strain D 
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Pseudoclavibacter 
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n P159 16S ribosomal RNA, partial sequence 16233 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
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ria; Actinobacteria; Actinobacteridae; 
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; Microbacterium. 
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ia varians Bacteria; Actinobacteria; 


; Kocuria. 
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etales; Corynebacterineae; 

ref |NR_029265.1| Microbacterium 
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etales; Micrococcineae; 

ref|NR_029264.1| Pseudoclavibacter 
159387 160848 Pseudoclavibacter 

les; Micrococcineae; Microbacteriaceae; 

ref|NR_029262.1| Brevibacterium 


4 163815 Brevibacterium epidermidis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

39662 Bacteria_16S 222039 221956 1 82 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

39662 Bacteria_16S 226520 226437 1 82 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
39662 Bacteria_16S 228027 227944 1 82 gi|265678911|ref|NR_029219.1| Mycobacterium 


aichiense strain 
Bacteria; Actinob 
Mycobacterium. 


39662 
strain 47001 16S 


Bacteria_16S 


49005 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


229533 229450 1 82 
ribosomal RNA, partial sequence 


gi 


226632 228087 Mycobacterium aichiense 
Corynebacterineae; 


Mycobacteriaceae; 


265678910 


ref|NR_029218.1| Mycobacterium obuense 


228138 229595 Mycobacterium obuense Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


39662 Bacteria_16S 231041 230958 1 82 
strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
39662 Bacteria_16S 246560 246477 1 82 gi 
coprophilus strain CUB 687 16S ribosomal RNA, partial s 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
39662 Bacteria_16S 337701 337622 16 93 gi 
denticolens strain B 3028 16S ribosomal RNA, partial se 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 
Parascardovia. 
39662 Bacteria_16S 349790 349683 1 105 gi 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
39662 Bacteria_16S 360052 359961 4 93 gi 
strain YIM 70081 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
39662 Bacteria_16S 361598 361507 4 93 gi 
sandarakina strain YIM 70009 16S ribosomal RNA, partial 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; 
Nesterenkonia. 
39662 Bacteria_16S 378096 377989 1 

XILO1 16S ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
39662 Bacteria_16S 402637 402530 1 105 gi 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, p 


gi 


105 gi 


229646 23110 


16S ribosomal RNA, partial sequence 358665 36015 


265678909 


376697 378215 Agromyces 


ref |NR_029217.1 
3 Mycobacterium 


Mycobacterium aurum 
aurum Bacteria; 


nebacterineae; Mycobacteriaceae; Mycobacterium. 
265678898 | ref |NR_029206.1| Rhodococcus 
equence 245166 246646 Rhodococcus 
Actinomycetales; Corynebacterineae; Nocardiaceae; 
265678833|ref|NR_029138.1| Parascardovia 
quence 336318 337835 Parascardovia 
Bifidobacteriales; Bifidobacteriaceae; 
265678825 |ref|NR_029130.1| Agromyces hippuratus 
348412 349877 Agromyces hippuratus Bacteria; 
ococcineae; Microbacteriaceae; Agromyces. 
265678815|ref|NR_029120.1| Nesterenkonia lutea 
4 Nesterenkonia lutea Bacteria; 
ococcineae; Micrococcaceae; Nesterenkonia. 
265678814 |ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
265678803|ref|NR_029108.1]| Agromyces ulmi strain 
ulmi Bacteria; Actinobacteria; 
obacteriaceae; Agromyces. 
265678787 |ref|NR_029092.1| Agromyces cerinus 
artial sequence 401266 402730 Agromyces 


cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

39662 Bacteria_16S 404177 404070 1 105 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 410334 410227 1 105 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 421188 421105 1 82 gi| 265678774 |ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

39662 Bacteria_16S 427431 427340 4 93 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

39662 Bacteria_16S 430518 430427 4 93 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

39662 Bacteria_16S 438314 438231 1 82 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

39662 Bacteria_16S 461239 461156 1 82 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

39662 Bacteria_16S 470277 470196 3 82 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

39662 Bacteria_16S 479466 479383 1 82 gi| 265678732 |ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

39662 Bacteria_16S 481015 480932 1 82 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

39662 Bacteria_16S 549920 549837 4 86 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

39662 Bacteria_16S 554505 554398 1 105 gi| 265678683 |ref|NR_028988.1| Streptomyces 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 


flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


39662 


Bacteria_16S 


Streptomyces. 


565269 565162 1 


105 


gi| 265678676 


strain LV3 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
39662 Bacteria_16S 581721 581638 1 82 gi| 265678665 |ref|NR_028970.1 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Mycobacteriaceae; Mycobacterium. 

39662 Bacteria_16S 618197 618114 1 82 gi|265678640|ref|NR_028945.1 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

39662 Bacteria_16S 619677 619570 1 105 gi|265678639|ref|NR_028944.1 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

39662 Bacteria_16S 625604 625521 1 82 gi|265678635|ref|NR_028940.1 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


39662 
H 1 16S ribosomal 
Clostridia; Clost 
39662 
lacustris strain 
Bacteria; Actinob 


Friedmanniella. 

39662 Bacteria_16S 708588 708481 1 105 gi| 265678577 |ref|NR_028882.1 
strain 216 16S ribosomal RNA, partial sequence 707255 70861 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionib 
Luteococcus. 

39662 Bacteria_16S 713191 713108 1 82 gi|265678574|ref|NR_028879.1 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
39662 Bacteria_16S 756659 756552 1 105 gi| 265678542 |ref|NR_028846.1 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 75674 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
39662 Bacteria_16S 787328 787221 1 105 gi|265678521|ref|NR_028825.1 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 790367 790284 1 82 gi| 265678519 |ref|NR_028823.1 
strain J72 16S ribosomal RNA, partial sequence 789013 79048 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
39662 Bacteria_16S 811864 811781 1 82 gi| 265678505 |ref|NR_028808.1 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 


montefiorense Bac 
Mycobacteriaceae; 
39662 
strain AC 615 16S 
Actinobacteria; A 
39662 
strain K24 16S ri 
Actinobacteria; A 
39662 
strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 

39662 
strain VKM Ac-180 
Actinobacteria; A 
39662 
VKM Ac-1401 16S r 
Actinobacteria; A 
39662 
strain Y9 16S rib 
Actinobacteria; A 
39662 
strain JCM 4837 1 
Actinobacteria; A 


Bacteria_16S 
EL-17a 16S ribosomal RNA, partial sequence 70441 
acteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 


644045 643962 4 
RNA, partial sequence 
ridiales; Veillonellaceae; 
705763 705656 1 


86 gi 
Sporomusa. 
105 gi 


Mycobacterium. 

839300 839193 1 105 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
862012 861929 1 82 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
886104 885997 1 105 gi 
9 16S ribosomal RNA, partial sequence 


gi 
837 


gi 
860 


887640 887533 1 105 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
912200 912093 1 105 gi 
ibosomal RNA, partial sequence 910 
ctinobacteridae; Actinomycetales; 
964781 964698 1 82 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1086386 1086279 1 105 gi 
6S ribosomal RNA, partial sequence 108 
ctinobacteridae; Actinomycetales; 


gi 
963 


39662 


Bacteria_16S 
strain 14 16S ribosomal RNA, partial sequence 


1102985 1102878 1 105 gi 


acteria; Actinobacteridae; Actinomycetales; 


563902 56532 


nebacterineae; 


265678622 


642624 644123 Sporomusa 


265678579 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678487 
961 83941 


265678471 
647 86213 


Pseudonocardineae; 


265678454 
88470 


265678453 
88624 


ococcineae; 


265678437 
794 91228 


265678402 
457 96488 


265678319 
5003 10864 


Streptomycineae; 
265678308 
1101592 1103101 Agromyces rhizospherae Bacteria; 


Micrococ 


ref|NR_028981.1 


Mycobacteri 
NR_028927.1 
ovata Bacte 


ref 


ref|NR_028884.1 


Coryne 


ref |NR_028790.1 
Streptosp 
ref|NR_028774.1 
0 Amycolatopsis 
Pseudonocar 
ref|NR_028756.1 
1 886196 Rathay 
cineae; Micr 


ref|NR_028755.1 
7 887732 Agreia 
Microbacteriac 
ref |NR_028739.1 
Microbacteriac 
ref|NR_028704.1 
Nocardiacea 
ref |NR_028621.1 
81 Streptomyces 
Streptomyceta 


Streptomycineae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Mycobacterium 
Mycobacterium 

acterineae; 


Mycobacterium 
cterium holsaticum 


Mycobacteriaceae; 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Sporomusa ovata strain 
ria; Firmicutes; 


Friedmanniella 


6 705838 Friedmanniella lacustris 
Propionibacterineae; 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Mycobacterium caprae 
caprae Bacteria; 

aceae; Mycobacterium. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Streptomyces 
Streptomyces 
omycineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 
Streptosporangineae; 


orangiaceae; Nonomuraea. 
Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 
Micrococcineae; 


eae; Leifsonia. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 
Corynebacterineae; 


e; Nocardia. 
Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 


ref|NR_028610.1 


Agromyces rhizospherae 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


39662 


Microbacterium. 
39662 
strain I-132 16S 


Actinobacteria; Actinoba 
Bacteria_16S 


39662 
strain I-273 16S 


Actinobacteria; Actinoba 
Bacteria_16S 


39662 
sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 
39662 
sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 
39662 
CMS 76r 16S ribos 
Actinobacteridae; 
39662 
colombiense DSM 1 
12261 Bacteria; S 
39662 
strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 
39662 
phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 
39662 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 
39662 
strain 13.4 16S r 
Actinobacteria; A 
39662 
strain CBS 107.95 
Bacteria; Actinob 
39662 
strain NCIMB 7030 
Actinobacteria; A 
39662 
cellulosolvens 6 
Bacteria; Firmicu 
39662 
gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 

39662 
DSM 43247 16S rib 
Bacteria; Actinob 
39662 
cellulovorans str 
cellulovorans 743 
39662 
magneticus strain 
Bacteria; Proteob 
39662 
cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 
39662 
strain SK-1T 16S 


Proteobacteria; G 


Bacteria_16S 
halophilum strain 76 16S 
Bacteria; Actinobacteria 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 
eriaceae; 

Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1113685 1113578 1 105 gi 
ribosomal RNA, partial sequenc 


Actinobacteridae; Actinomycet 


’ 


1115225 1115142 1 82 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 
1116751 1116668 1 82 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Kine 
1133353 11332701 82 gi 
CF63 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


Kine 
gi 


, 


1134835 1134752 1 
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82 gi 
90 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
e; Corynebacterium. 

1139418 11393111 


105 gi 
Actinomycetales; Micrococcineae; Micr 
1201444 1201365 18 95 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1219499 1219392 1 105 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


1234716 1234609 1 105 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
; Microbacterium. 

1236230 1236147 1 82 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

1246827 1246744 1 82 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
1263217 12631101 105 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 
1299301 12992181 82 gi 
55 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1303837 1303758 14 92 gi 


gi 


tes; Clostridia; Clostridiales; Eubact 
1337507 1337413 14 105 gi 
ain BS107 16S ribosomal RNA, partial s 


07 Bacteria; Proteobacteria; Alphaprot 


1351368 1351285 1 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1357369 13572741 95 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1369397 1369314 4 86 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1402486 1402379 1 105 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1460148 1460065 14 96 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


82 gi 


’ 


gi 


39662 


Bacteria_16S 
canariasense strain 502329 16S ribosomal RNA, partial sequence 


1113840 11153 


1115364 11168 


omal RNA, complete sequence 1138010 1139535 Leifs 
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do 


oc 
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eobacteria 


1349993 13514 
ales; 
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ostridiale 
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Actinomyce 


1458766 14602 


265678300 
e 11123 
ales; Micr 


ref|NR_028601.1 
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265678299 |ref|NR_028600.1 
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e; K 
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ce 11319 
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e; Kineosporiac 
ref|NR_028016.1 
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ref|NR_028015.1 
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’ 
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eae; Leifsonia. 
ref|NR_027531.1 
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ionibacterineae; 
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ial sequen 
ae; Actino 


ref|NR_025405.1 
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v 
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ridae; Act 


ref |NR_025393.1 
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ref |NR_026273.1 
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ref |NR_026485.1 
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; Brevibacteriac 
ref |NR_026106.1 


nocardin 
219846681 
12618 
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ref|NR_027609.1 
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, 


228720546|ref|NR_027594.1 
Cory 
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ref|NR_027589.1 
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ref|NR_027575.1 
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ref|NR_027523.1 
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tales; Micrococc 
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224581413|ref|NR_027194.1 
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1561405 1561322 1 82 gi 


b 
xr 


b 
Vv 


t 


e 


b 
b 
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obacteriaceae; 


Kineosporia rhamnosa 
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e 


ae; Kineosporia. 
Kineosporia succinea 
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e 
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ibacteriaceae; 
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ref |NR_025737.1 
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39662 
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39662 
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Amycolatopsis 
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Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Pseudonocardineae; 


1678519 1678436 1 


1680040 1679957 1 


1683144 1683037 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


1698455 1698348 1 


1710691 1710584 1 


1727366 1727283 1 


1728905 1728822 1 


1730441 1730358 1 


1731954 1731871 1 


1769911 1769828 14 


bosomal RNA, partial sequence 


Pseudonocardiaceae; 


82 gi 


82 gi 


17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


105 gi 


105 gi 


105 gi 


2070 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


82 gi 


82 gi 


82 gi 


82 gi 


95 gi 


AT 


219878423 


n DSM 44594 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


219878422 


219878420 


1681727 16832 


219878409 


219878401 


219878390 


DSM 44223 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878387 


n DSM 44221 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Actinomyc 


219878358 
68558 17700 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


39662 


longisporus strai 
longisporus Bacte 
Streptomycetaceae; 


39662 


strain LMG 20536 


39662 


flaccumfaciens pv. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1775879 1775772 1 


1798600 1798507 14 


1812415 1812308 1 


105 gi 


n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


105 gi 


105 gi 


219878353 
sequence 
Actinomyc 


219878337 


16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


219878328 


Amycolatopsis. 


Actinomycetales; 


1709312 1710793 Coryne 
Corynebacterineae; C 


inomycetales; 


ref|NR_025562.1 
1677147 167861 


ref|NR_025561.1 


ref|NR_025559.1 


ref|NR_025548.1 


ref|NR_025540.1 


ref|NR_025529.1 
1725987 172747 
Corynebact 


ref|NR_025528.1 
13 Mycobacterium 
Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 
ref|NR_025497.1 
Nautilia. 
ref |NR_025492.1 

1774532 177597 
etales; 


ref|NR_025476.1 


Amycolatopsis 
0 Amycolatopsis 


Pseudonocardineae; 


Amycolatopsis japonica 


1678661 1680145 Amycolatopsis japonica 
Pseudonocardineae; Pseudonocardiaceae; 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 
Actinomycetaceae; Actinomyces. 


Microbacterium 


n CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 


acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


ref|NR_025467.1 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 
Curtobacterium flaccumfaciens pv. 


Curtobacterium 
1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


39662 Bacteria_16S 
strain P 297/02 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
39662 Bacteria_16S 1821624 18215171 105 gi 
herbarum strain P 420/07 16S ribosomal RNA, partial seq 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Curtobacterium. 
39662 Bacteria_16S 
strain P 229/10 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
39662 Bacteria_16S 1835282 1835175 1 105 gi 
molinativorax strain ON4 16S ribosomal RNA, partial seq 
molinativorax Bacteria; Actinobacteria; Actinobacterida 
Microbacteriaceae; Gulosibacter. 

39662 Bacteria_16S 1884181 1884098 4 
strain DSM 5090 1 
Firmicutes; Clostridia; 
39662 Bacteria_16S 
strain DSM 3132 1 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
39662 Bacteria_16S 1887310 1887227 1 82 gi 
halophila strain DSM 44411 16S ribosomal RNA, partial s 
halophila Bacteri 
Pseudonocardiacea 
39662 
albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 
39662 
foliorum strain P 
foliorum Bacteria 
Microbacterium. 
39662 Bacteria_16S 1955501 1955394 1 105 gi 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; 


1820092 1819985 1 105 gil|2 


2 


v 


1823150 1823043 1 105 gi 


e; 


86 gi 


Clostridiales; Veillonellaceae; 
1885761 1885678 4 86 gi 


s 


s 


e; Saccharomonospora. 

Bacteria_16S 1926565 1926482 1 82 gi 
in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

Bacteria_16S 1949449 1949342 1 105 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


ia 


, 


ue 
ti 


v 


6S ribosomal RNA, partial sequence 1818718 18201 
oc 


ue 
ti 


219878321 
6S ribosomal RNA, partial sequence 1821775 18232 
oc 
219878312 
ue 


219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878276 
6S ribosomal RNA, partial sequence 1884339 18858 


219878274 
eq 


a; Actinobacteria; Actinobacteridae; Act 


219878244 


219878229 


219878225 


v 
Actinomycetaceae; 
39662 
smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 
39662 
propionicum strai 
propionicum Bacte 
Propionibacteriac 
39662 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
39662 
avidum strain DSM 
Bacteria; Actinob 


Propionibacterium. 
Bacteria_16S 


39662 
heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 
39662 
submarinus strain 
Bacteria; Proteob 
39662 
pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 
39662 
africanum strain 
africanum Bacteri 
Mycobacteriaceae; 
39662 
scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Actinomyces. 

2034581 2034498 1 82 gi 
ATCC 19420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

2077632 2077525 1 105 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2079193 2079086 1 105 gi 
DSM 20700 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Propionibacterium. 

2082302 2082195 1 105 gi 
4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


s 


se 
Ac 


nc 
al 


2091363 2091280 1 82 gi 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 
Mycobacterium. 

2103651 21035605 95 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2112754 21126711 82 gi 
6482 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2129426 2129343 1 82 gi 
ATCC 25420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculos 
2130905 2130822 1 82 gi 
in ATCC 19981 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


1 


e 
ib 


ne 
al 


39662 


Bacteria_16S 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 


219878172 


219878138 
Actino: 


219878137 


219878135 


219878129 


ae; 


219878118 


219857660 


219857649 


219857648 


Actinomy 


19878323 |ref|NR_025462.1 
91 Plantibacter 
; Microbacteria 
ref|NR_025461.1 

1820242 182172 


les; Micrococci 


occineae 
19878322 
nce 

nomyceta 


ref |NR_025460.1 


; Microbacteria 
ref|NR_025451.1 
nce 1833888 183531 
Actinomycetales; Micro 


occineae 


ref |NR_025416.1 


poromusa 


ref|NR_025415.1 


poromusa. 
ref |NR_025413.1 
1885917 188742 


ales 


uence 
inomycet 


v 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


1 sequen 
Actinomy 


ref |NR_025368.1 
1948071 194955 
les; Micrococcin 


nce 
nomyceta 


ref |NR_025364.1 
e 1954098 195552 
cetales; Actino 


sequenc 
Actinomy 


ref|NR_025311.1 
2033216 203470 
ales; Corynebac 


e 
cet 


quenc 
inomy 


, 


ref|NR_025277.1 
2076251 207775 
etales; Propioni 


equence 


myc 


ref |NR_025276.1 
2077807 207932 
tales; Propionib 


quence 
tinomyce 


ref|NR_025274.1 
23 2082426 Propio 


ionibacterineae; 


20 
P 


809 
rop 


e 
es; 


ref|NR_025268.1 
2089993 209143 
mycetales; Coryn 


seque 
Act 


nce 
ino 


ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref |NR_025249.1 
81 2112761 Mycoba 
nebacterineae; M 


21022 
rionales 


21113 
Cory 


e 
es; 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


quence 
inomycet 
is compl 


v 


sequenc 


2132410 21323271 82 


gi 


219857647 


ref |NR_025236.1 
2131039 213248 


n 


Cc 


Pseudonoca 


t 


Plantibacter flavus 


flavus Bacteria; 
c 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 
c 


eae; Agreia. 
Gulosibacter 

7 Gulosibacter 

occineae; 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 


tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 

39662 Bacteria_16S 2133913 2133830 1 
poriferae strain ATCC 35087 16S 
poriferae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
39662 Bacteria_16S 2135426 2135343 1 
strain ATCC 19422 16S ribosomal 
Bacteria; Actinobacteria; 


39662 Bacteria_16S 
strain ATCC 51384 


2136944 2136861 1 
16S ribosomal 
39662 


Bacteria_16S 2165618 2165535 1 


strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


39662 Bacteria_16S 2174739 2174656 1 


aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


aetherivorans Bacteria; 
Nocardiaceae; 
39662 


Rhodococcus. 
Bacteria_16S 2195976 2195893 1 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
Bacteria_16S 2218657 2218574 1 


Nocardiaceae; 
39662 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


39662 Bacteria_16S 
strain YIM 21741 


2229268 2229161 1 


39662 Bacteria_16S 2249019 2248912 1 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
39662 


Streptomyces. 
Bacteria_16S 2258207 2258100 1 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 2300792 2300709 14 
strain 63287 16S 
39662 


Bacteria_16S 2328184 23281011 


strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


39662 Bacteria_16S 
strain ATCC 49929 


2358336 2358229 1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Propioniferax. 


39662 Bacteria_16S 2359852 2359745 1 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequen 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomy 


Propionibacteriaceae; Propionibacterium. 
39662 Bacteria_16S 2361377 2361270 1 


strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


39662 Bacteria_16S 2362896 2362789 1 


strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


39662 Bacteria_16S 2422399 24223161 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
Bacteria_16S 2473775 2473722 53 


Nocardiaceae; 
39662 


strain LYP 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; 
39662 Bacteria_16S 
strain DNP505 16S 


2497676 2497593 1 


39662 Bacteria_16S 2535694 2535587 1 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
Mycobacterium; Mycobacterium tuberculosis complex. 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


82 219857646 


sequence 


gi 


82 gi| 219857645 


82 gi|219857644 


82 gi| 219857625 


82 gi] 219857619 


219857602 


82 gi 


219857587 
22172 


82 gi 


105 gi|219857580 


105 gi| 219857567 


105 gi| 219857561 


Actinomyc 

95 gi| 219857530 
2299447 23008 

82 gi|219857511 


105 gi| 219857489 
23569 
Prop 
105 gi| 219857488 


105 gi|219857487 
2360002 23614 
Micrococcineae 
gi|219857486 
2361525 23629 
Micrococcineae 


82 gi| 219857445 


105 


2496307 24977 


105 gi] 219857354 


inomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; Strept 


ref|NR_025235.1 


ND 


ref |NR_025234.1 


ref |NR_025233.1 


ref 


NR_025214.1 


ref |NR_025208.1 
2173451 217485 


ref |NR_025190.1 
2194621 219603 


ref|NR_025175.1 
72 2218741 Mycoba 
Mycobacteri 
NR_025168.1 


ref 


ref|NR_025155.1 
2247616 224914 


2256827 225829 


ref|NR_025118.1 
ae; Bosea. 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


ref |NR_025076.1 
ce 2358483 235995 
cetales; Propion 


ref|NR_025075.1 


ref 


NR_025074.1 


ref |NR_025033.1 


ref 


capsulata strain Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; Friedmanniella. 


Mycobacterium 


132540 2133989 Mycobacterium 
Corynebacterineae; 


Mycobacterium microti 


2134040 2135523 Mycobacterium microti 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium brumae 


2135574 2137022 Mycobacterium brumae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Mycobacterium marinum 
marinum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Rhodococcus 
9 Rhodococcus 


Corynebacterineae; 


Rhodococcus 
1 Rhodococcus 


Corynebacterineae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 
; Microbacteriaceae; 


Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 
; Microbacteriaceae; 


Subtercola. 
Rhodococcus 


2421026 2422502 Rhodococcus 


Actinomycetales; Corynebacterineae; 
105 gi|219857401|ref|NR_024989.1| Smithella propionica 
2472404 2473774 Smithella propionica Bacteria; 
Syntrophobacterales; Syntrophaceae; Smithella. 
82 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Friedmanniella 


NR_024942.1 


2534307 2535783 Friedmanniella 


39662 


Streptacidiphilus. 


Bacteria_16S 
albus strain JL 83 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


39662 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus. 


39662 


strain FI-25796 1 


39662 


burkinensis strai 
Bacteria; 


39662 


naphthovorans str 
naphthovorans Bac 


39662 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


39662 


strain DSM 44262 


39662 


bendigoensis stra 
bendigoensis Bact 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Propionibacteriaceae; 


39662 


strain CIP 103464 


39662 


strain VB32 16S r 
Proteobacteria; 


39662 


strain Pd55 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


2553243 2553136 1 


2554804 2554697 1 


L 415 16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycetales; 


2594884 2594801 1 


2607141 2607058 4 


n HDv 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


2608697 2608625 14 


Proteobacteria; 
2610199 2610116 1 


2613299 26132161 


2627188 2627081 1 


Tessaracoccus. 
2640888 2640805 1 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


2653138 2653056 14 


ibosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


2677072 2676989 14 


ibosomal RNA, partial sequence 


complete sequence 


105 gi 


ales; 


219857342 


25518 
Streptomycineae; 


105 gi|219857341 


82 gi|219857272 


6S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


86 gi| 219857264 


86 gi| 219857263 


Gammaproteobacteria; 


82 gi| 219857259 


n N1165 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


82 gi|219857257 


16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


105 gi|219857247 


in Benl06 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


82 gi| 219857231 


95 gi| 219857223 


95 gi| 219857205 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


39662 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae; 


39662 


strain JCM 9920 1 


39662 


strain JCM 4662 1 


39662 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae; 


39662 


strain DSM 5069 1 
Bacteria; 


39662 


strain Lp2 16S ri 


39662 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae; 


39662 


strain IMC S-0802 


39662 


strain IFO 16238 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Thermotogae; 


2772984 2772877 1 


JCM 4526 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2774519 2774412 1 


2776057 2775950 1 


2785054 2784947 1 


2791162 2791083 16 


Thermotogales; 
2815141 2815034 1 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 


2831776 2831669 1 


2833314 2833207 1 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2839356 2839249 1 


105 gi| 219857136 


105 gi|219857135 


6S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


105 gi| 219857133 


6S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 


105 gi|219857127 


in VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
eria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


93 gi| 219857123 


6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


Thermotoga. 
gi|219857107 
2813767 28152 


105 


n M338-M1 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


105 gi| 219856903 
Actinomyc 

105 gi| 219856902 
28319 


105 gi| 219856898 


16S ribosomal RNA, partial sequence 2837959 28394 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


39662 


strain IFO 16235 


Bacteria_16S 


2840916 2840809 1 
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Streptomycetaceae; 


Streptacidiphilus 


Streptacidiphilus 
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Streptomycetaceae; 


Mycobacterium tusciae 
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Mycobacteriaceae; Mycobacterium. 


Desulfovibrio 


2605722 2607261 Desulfovibrio burkinensis 
; Desulfovibrionaceae; 


Desulfovibrio. 
Neptunomonas 


ain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 


Oceanospirillales; Neptunomonas. 


Amycolatopsis 
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Pseudonocardineae; 


Amycolatopsis alba 
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Pseudonocardiaceae; Amycolatopsis. 


Tessaracoccus 
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Mycobacterium alvei 
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3 Streptomyces 


Streptomycineae; 


Streptomyces peucetius 
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39662 Bacteria_16S 


amylolytica strain DSM 2873 16S ribosomal RNA, partial 
Proteobacteria; 


amylolytica Bacteria; 
Succinimonas. 
39662 Bacteria_16S 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequen 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; 
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Micrococcineae; Microbacteriaceae; 
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Frigoribacterium faeni 
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eae; Frigoribacterium. 
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Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Succinimonas 
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Dactylosporangium. 
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halophytica DSM 4 
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teria; Actinobacteria; Actinobacterida 
Mycobacterium. 
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acteria; Actinobacteridae; Actinomycet 
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3347858 3347775 1 82 gi 
3171 16S ribosomal RNA, partial sequen 
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amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
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Micromonospora 
onospora aurantiaca 
Micromonosporaceae; 


Micromonospora 
onospora halophytica 
Micromonosporaceae; 


Micromonospora 
lonospora coerulea 
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teriales; 


ref|NR_026167.1 
m. 


ref|NR_026166.1 


, Br 
ref 


evibacteriac 
NR_026165.1 
> Mi 
ref 


crobacteriac 
NR_026164.1 


; Microbacteriac 
ref|NR_026163.1 

3506673 350814 
ales; Micrococci 


’ 


ref |NR_026162.1 
3508192 350966 
cetales; Microco 


ref|NR_026161.1 
3509716 351118 


ales; Micrococc 


les; Microc 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 


; Microbacteriac 


Cc 
a 


e 


b 


3445766 3445683 4 86 gi|219846613|ref|NR_026205.1| Succiniclasticum 
M 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
tes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 

3448833 3448726 1 105 gi|219846611|ref|NR_026203.1| Streptomyces 
DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

3473293 34732101 82 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
a 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 
a 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces 
6 Streptomyces 


mycineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Coriobacterium 
1 Coriobacterium 


acterineae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 


ref |NR_026156.1 


Curtobacterium citreum 


strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


39662 


capsulatus strain 
Bacteria; 


39662 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


39662 


strain 1066 16S r 


39662 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


39662 


strain 3015 16S r 


39662 


strain ATCC 35799 
Bacteria; Actinob 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3578223 3578141 14 


216 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


3602841 3602750 4 


in BM 1192/5 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


3616456 3616373 1 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
82 gi 
Ko2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


3617966 3617883 1 


3625097 3625014 1 


3626642 3626559 1 


95 gi 
complete sequence 


82 gi 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
82 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 
39662 Bacteria_ 


strain ATCC 43910 


16S 3637387 3637304 1 


82 gi 
16S ribosomal RNA, partial sequence 


219846524 


3615060 36165 
219846494 
36165 
219846489 
3623734 36252 
219846488 
36252 


219846481 
36360 


ref|NR_026116.1] Blastobacter 


3576905 3578325 Blastobacter capsulatus 
Bradyrhizobiaceae; Blastobacter. 


93 gi|219846505|ref|NR_026097.1| Actinomyces 
sequence 3601450 3602945 Actinomyces 
Actinomycetales; Actinomycineae; 

82 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 


15 Mycobacterium gadium Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_026086.1| Mycobacterium 

66 3618027 Mycobacterium komossense 


Corynebacterineae; Mycobacteriaceae; 


ref|NR_026081.1| Mycobacterium simiae 
17 Mycobacterium simiae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_026080.1| Mycobacterium szulgai 
68 3626729 Mycobacterium szulgai 


Corynebacterineae; Mycobacteriaceae; 


ref 


NR_026073.1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

39662 Bacteria_16S 3654233 3654150 4 86 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

39662 Bacteria_16S 3664980 3664897 1 82 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

39662 Bacteria_16S 3722327 3722244 1 82 gi|219846420|ref|NR_026011.1| Mycobacterium 


hassiacum strain 


Bacteria; Actinob 


Mycobacterium. 
39662 


39662 
luteofluorescens 
luteofluorescens 


39662 


Bacteria_ 
rugatobispora str 
rugatobispora Bac 
Thermomonosporaceae; 
Bacteria_ 


16S 3726839 3726756 1 82 gi 


Actinomadura. 


16S 3729746 3729663 1 82 


gi 


Actinomadura. 


16S 3765432 37653415 95 


gi 


thermocisternum strain ST90 16S ribosomal RNA, partial 


thermocisternum Bacteria; 
Bacteria_ 


39662 


Firmicutes; Clostridia; 


16S 3769807 3769700 1 105 


gi 


michiganensis subspecies tessellarius strain 78181 16S 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
39662 


39662 
strain IFO 15965 


Bacteria_ 
parapertussis str 
parapertussis Bacteria; 
Bacteria_ 


Micrococcineae; Microbacteriaceae; 
16S 3806058 3805985 14 86 gi 
Proteobacteria; 


16S 3903681 3903598 1 82 


gi 


3849 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


ain IFO 14382 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


strain 04745 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
Bacteria_ 


219846417 


219846415 


219846388 
sequence 


Clostridiales; 


219846385 
ribosomal 


Clavibacter. 


219846359 


ain 522 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


219846293 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


3720952 3722442 Mycoba 
Corynebacterineae; Mycobacteriaceae; 


sequence 3725501 372690 
Actinomycetales; 


sequence 
Actinomycetales; 


Burkholderiales; Alca 


ref|NR_026008.1 


Strept 


ref|NR_026006.1 
3728410 372981 
Str 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025976.1 
RNA, partial seq 


ref|NR_025950.1 
3804660 380612 


ref|NR_025883.1 


cterium hassiacum 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Clavibacter 

uence 


Bordetella 
3 Bordetella 


Mycobacterium duvalii 
02 3637503 Mycobacterium duvalii 


3768438 3769927 


ligenaceae; Bordetella. 
Cryptosporangium arvum 
83 Cryptosporangium arvum Bacteria; 


39662 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae; 


39662 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete seque 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


39662 


39662 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3923355 3923248 1 


n ATCC 14975 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3924936 3924829 1 


Streptomyces. 


3926517 3926410 1 


Streptomyces. 


3928097 3927990 1 


Streptomyces. 


Cr 

105 gi| 219846279 
complete sequenc 
Actinomyc 

105 gi| 219846278 


105 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
105 


Actinom 


219846277 
complete 


gi 


yptosporangiaceae; Cryptosporangium. 
ref|NR_025869.1| Streptomyces 

e 3921948 3923478 Streptomyces 
etales; Streptomycineae; 


ref 
nce 
ycetales; 


NR_025868.1| Streptomyces 
3923529 3925059 Streptomyces 
Streptomycineae; 


ref|NR_025867.1| Streptomyces 
sequence 3925110 3926640 Streptomyces 
Streptomycineae; 


gi|219846276 
complete sequence 


ref|NR_025866.1| Streptomyces 
3926691 3928220 Streptomyces 
Streptomycineae; 


39662 


strain RL-34 16S 


39662 


strain Karp 16S r 


39662 


chungwhensis stra 
chungwhensis Bact 


39662 


strain 20-5 16S r 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


eria; 


3929678 3929571 1 
3935591 3935512 17 
4004987 4004900 8 
Firmicutes; 


4024603 4024496 1 


4039827 40397441 


105 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


95 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


94 


in BH030062 16S ribosomal RNA, partial 
Bacillales; 


105 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


82 


Bacillaceae; 


gi| 219846275 
3928271 39298 
Streptomycineae; 
gi|219846270|ref 
3934247 39357 


ref 


219846222 
sequence 
Pontibaci 
gi|219846207|ref 
4023267 40246 


gi ref 


219846197 |ref 


gi 


00 Streptomyces 
Streptomycetaceae; 


4003594 40050 


NR_025865.1 


NR_025860.1 


NR_025812.1 
2 
llus. 
NR_025797.1 


NR_025787.1 


cosmeticum strain 


Mycobacteriaceae; 
39662 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

39662 Bacteria_16S 4066974 4066883 5 95 gi|219846175|ref|NR_025765.1 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
39662  Bacteria_16S 4074479 4074396 1 82 gi|219846170|ref|NR_025760.1 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 407456 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacteriaceae; Mycobacterium. 

39662 Bacteria_16S 4079061 40789705 95 gi| 219846167 |ref|NR_025757.1 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 407918 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Crypt 
39662 Bacteria_16S 4113798 41137151 82 gi|219846142|ref|NR_025732.1 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 411388 


permense Bacteria 
Brevibacterium. 


Bacteria_16S 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


Ac 
Mycobacterium. 
4063872 4063789 1 


82 gi 


LTA-388 16S ribosomal RNA, partial sequence 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 


219846177 
complete sequence 4062487 40639 


tinomycetales; 


4038441 403994 
Corynebac 


ref|NR_025767.1 


9 


39662 


strain W4937 16S 
Actinobacteria; Actinoba 


39662 


Bacteria_16S 


Bacteria_16S 


4121352 4121269 1 


82 


; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
4116704 41166211 82 gi|219846140|ref|NR_025730.1 
ribosomal RNA, partial sequence 4115405 41168 


219846137 |ref 


gi 


Nocardiacea 
NR_025727.1 


Streptomyces scabiei 


scabiei Bacteria; 


Streptomyces. 
Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 
Rickettsieae; 


Orientia. 
Pontibacillus 
0 Pontibacillus 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 
Microbacteriac 


eae; Agromyces. 
Mycobacterium 

7 Mycobacterium 

terineae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
cteridae; Actinomycetales; Corynebacterineae; 


e; Rhodococcus. 
Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Spiroplasma 

3 Spiroplasma 

ceae; Spiroplasma. 
Streptomyces 

2 4202529 Streptomyces 


eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Desulfotomaculum 


equence 4229850 4231400 


Mycobacterium shottsii 


strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
39662 Bacteria_16S 4145953 4145870 14 95 gi| 219846117 |ref|NR_025707.1 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 414608 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 
39662 Bacteria_16S 4202429 4202322 1 105 gi|219846074|ref|NR_025664.1 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 420108 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Streptomycetaceae; Streptomyces. 
39662 Bacteria_16S 4203927 4203820 1 105 gi| 219846073 |ref|NR_025663.1 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
39662 Bacteria_16S 4231313 42312225 95 gi| 219846048 |ref|NR_025638.1 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial s 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
39662 Bacteria_16S 4234333 42342501 82 gi| 219846046 |ref|NR_025636.1 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; Coryne 


bacterineae; 


Mycobacteri 


39662 


strain BA160 16S 


Bacteria_16S 


4237320 4237241 16 


93 


ribosomal RNA, partial sequence 


gi|219846044 
4235935 42373 


ref 


NR_025634.1 


shottsii Bacteria; 
aceae; Mycobacterium. 
Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Clostridium roseum 


Clostridium roseum Bacteria; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum 
39662 Bacteria_16S 8846 8765 14 95 gi|265679058|ref|NR_029366.1 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
39662 Bacteria_16S 27121 27039 14 95 gi|265679046|ref|NR_029354.1 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 60468 60374 14 105 gi|265679024|ref|NR_029332.1 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
39662 Bacteria_16S 62016 61922 14 105 gi| 265679023 |ref|NR_029331.1 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 


Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 


39662 


39662 


39662 


39662 


39662 


Bacteria; 
39662 


39662 
strain ATCC 27760 
Bacteria; 
39662 


Bacteria; 
39662 


39662 


39662 


Firmicutes; 
39662 
rhizophila strain 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
Bacteria_16S 


39662 
acidiphila strain 
Bacteria; 
39662 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 659026 658944 14 95 gi|265678610|ref|NR_028915.1 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

39662 Bacteria_16S 720961 720879 14 95 gi| 265678568 |ref|NR_028872.1 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Cau 
Asticcacaulis. 

39662 Bacteria_16S 755082 755000 14 95 gi| 265678543 |ref|NR_028847.1 


valvarum strain MDA3079 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Cardioba 
Bacteria_16S 
O-BC30 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Alteromo 


Bacteria; 
39662 
phenolica strain 
Bacteria; 
Pseudoalteromonas. 
39662 


Firmicutes; 
39662 
strain CFBP 4188 
39662 
Desulfobacca. 


39662 


Bacteria; 
39662 


Bacteria_16S 
strain FF3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 
intestinale strain Catt39 16S ribosomal RNA, partial se 
intestinale Bacteria; 
Bacteria_16S 

strain PB 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
Bacteria_16S 
argentinense strain ATCC 27322 16S ribosomal RNA, parti 
argentinense Bacteria; 
Bacteria_16S 

strain McClung 2004 16S ribosomal RNA, partial sequence 
Firmicutes; 
Bacteria_16S 

beijerinckii strain McCoyA 67 16S ribosomal RNA, partia 
beijerinckii Bacteria; 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 
Firmicutes; 
Bacteria_16S 
strain MB312 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
strain A3 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
strain 3WC2 16S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 


Proteobacteria; Alphaproteobacteria; Rhizobia 
Bacteria_16S 
strain CK55 16S ribosomal RNA, partial sequence 


Bacteria_16S 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 


Bacteria_16S 
DSM 20544 16S ribosomal RNA, partial sequence 
Firmicutes; 
Bacteria_16S 

DSM 16069 16S ribosomal RNA, partial sequence 


146942 146860 14 95 gi 


162235 162153 14 95 gi 
Firmicutes; Clostridia; 


172964 172871 14 105 gi 


208175 208093 14 95 gi 
Firmicutes; Clostridia; 
209729 209647 14 95 gi 
Clostridia; Clostridiales; 
211280 211198 14 95 gi 
Firmicutes; Clostridia; 
310104 310022 14 95 gi 
16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
314680 314598 14 95 gi 
Clostridia; Clostridiales; 
352688 352606 14 95 gi 
Rhizobiales; 
366025 365943 14 95 
sequence 


gi 


Clostridiales; Clostridiaceae; 
639361 639267 14 105 gi 


265678965 
145646 14699 
hodobacteraceae; 
265678955 
quence 
Clostridiales; 


Clostridiales; 
265678923 
208355 209857 Clostridium sporogenes 
Clostridiaceae; 
265678922 
1 sequence 
Clostridiales; 
265678854 
308774 310144 Ruminococcus callidus 
Ruminococcaceae; 
265678851 
313315 314767 Clostridium botulinum A 
Clostridiaceae; 
265678823 
351363 35277 
Rhodobiaceae; Rhodobium. 
265678811 
364736 36609 


Clostridium. 
265678625 


ref |NR_029273.1 


ref|NR_029263.1 


ref |NR_029256.1 


ref|NR_029231.1 


Clostridium. 


160899 162283 
Clostridiaceae; 
265678948 
171556 17300 
onaceae; Vibrio. 
265678924 


Marinovum algicola 


3 Marinovum algicola Bacteria; 
Marinovum. 


Clostridium 
Clostridium 


Clostridium. 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


ref |NR_029232.1| Clostridium 
al sequence 206801 208304 Clostridium 
Clostridiaceae; Clostridium. 


Clostridium sporogenes 


ref |NR_029230.1| Clostridium 
209908 211410 Clostridium 
Clostridiaceae; Clostridium. 


ref|NR_029160.1 


Ruminococcus. 
ref|NR_029157.1 


Clostridium. 
ref|NR_029128.1 


ref |NR_029116.1 


ref |NR_028930.1 


Ruminococcus callidus 


Clostridium botulinum 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Rhodobacterales; Rhodobacteraceae; Salipiger. 
590717 590635 14 95 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
589361 590795 Clostridium colicanis Bacteria; 


Stenotrophomonas 


e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 


650181 650099 14 95 gi 
B2 16S ribosomal RNA, partial sequence 


653046 652964 14 95 gi 


810343 810249 14 105 gi 


828648 828554 2 95 gi 
Clostridiales; Veillonellaceae; 
868133 868039 14 105 gi 


1027511 1027409 5 105 gi 


Proteobacteria; Deltaproteobacteria; 


1165150 1165057 3 95 gi 


Clostridia; 
1175790 1175708 14 95 


gi 


Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 


nadales; Xanthomonadaceae; 
265678618 
648840 650254 Methyl 
les; Beijerinckiaceae; Methylocapsa. 
265678615 
651676 65311 


ence 753719 755211 Cardio 
cteriales; 
265678506 
ence 808968 810417 Pseudo 
nadales; Pseudoalteromonad 


265678494 

827209 828732 Seleno: 
Selenomonas. 
265678467 
16S ribosomal RNA, partial sequence 866725 86827 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
Bacteria_16S 
acetoxidans strain ASRB2 16S ribosomal RNA, partial seq 
acetoxidans Bacteria; Syntrophobacterales; S 
228720667 
1163739 11652 
Clostridiales; Veillonellaceae; 
228718578 
1174405 1175898 Kangiella koreensis DSM 16069 


ref|NR_028923.1 


ref|NR_028920.1 


Cardiobacteriac 
ref |NR_028809.1 


ref|NR_028797.1 


ref|NR_028770.1 
Xanthomon 
ref|NR_028662.1 

1026088 102759 


ref|NR_027596.1 


Mitsuokella. 


Stenotrophomonas. 
Methylocapsa 
ocapsa acidiphila 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Anaerostipes caccae 


caccae Bacteria; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Selenomonas infelix 
monas infelix Bacteria; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 
anthomonadaceae; 
265678360 
uence 


as. 
Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


ref|NR_027574.1 


Kangiella koreensis 


39662 
pv. 
pv. juglandis Bac 
Xanthomonas. 
39662 
silvestris strain 
Bacteria; Proteob 
39662 
strain JZC3 16S r 
Spirochaetes; Spi 
39662 
strain PC80 16S r 
Firmicutes; Clost 
39662 
strain T4 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
Bacteria_16S 


39662 
strain R-13291 16 
Proteobacteria; G 
39662 
strain R-10289 16 
Proteobacteria; G 
39662 
lacusfryxellense 
lacusfryxellense 
39662 
strain SH1 16S ri 


Bacteria_16S 
ain LMG 747 16S ribosomal RNA, partial 
Gammaproteobact 


juglandis str 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Clos 
Bacteria_16S 


1312930 1312836 14 105 gi 


teria; Proteobacteria; 


1381443 1381361 14 95 gi 


1467807 1467725 14 95 
ibosomal RNA, partial sequence 
rochaetales; 
1520525 1520443 14 95 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1629757 1629675 14 95 
osomal RNA, partial sequence 


gi 


gi 


1654114 1654020 14 105 
S ribosomal RNA, partial sequence 


1655661 1655567 14 105 

S ribosomal RNA, partial sequence 
1684650 1684568 14 95 gi 
Bacteria; Firmicutes; Clostridia; 
1707609 1707527 14 95 
bosomal RNA, partial sequence 


gi 


BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
Bacteria_16S 


ammaproteobacteria; Xanthomonadales; X 
Bacteria_16S 


ammaproteobacteria; Xanthomonadales; X 


228721465 
sequence 
eria; 


228717274 
ce 


224581408 


1466484 14678 
Spirochaetaceae; Treponema. 


219857617 


1519166 15206 


1654275 16557 
thomonad 


an 
219878419 
rt 
tr 
219878403 


1706248 17077 


Xant 


13801 
les; Beije 


ial sequ 
idiales; 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Methylocella. 
ref|NR_027189.1| Treponema putidum 
91 Treponema putidum Bacteria; 


Methylocella 
ocella silvestris BL2 


ref|NR_025206.1| Hespellia porcina 
14 Hespellia porcina Bacteria; 


Hespellia. 
gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
1628419 1629834 Methylocella tundrae Bacteria; 
rinckiaceae; Methylocella. 
gi|219878439|ref|NR_025578.1| Thermomonas brevis 
1652728 1654224 Thermomonas brevis Bacteria; 
anthomonadaceae; Thermomonas. 
gi|219878438|ref|NR_025577.1| Thermomonas fusca 


71 Thermomonas fusca Bacteria; 

aceae; Thermomonas. 

ref |NR_025558.1| Clostridium 

ence 1683285 1684702 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_025542.1| Clostridium diolis 


30 Clostridium diolis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 1815485 1815391 14 105 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

39662 Bacteria_16S 1850685 1850591 14 105 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

39662 Bacteria_16S 1928092 1928010 14 95 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

39662 Bacteria_16S 2042315 2042221 14 105 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

39662 Bacteria_16S 2043875 2043781 14 105 gi|219878166|ref|NR_025305.1]| Stenotrophomonas 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

39662 Bacteria_16S 2054831 2054733 1 97 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 2094445 2094351 14 105 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

39662 Bacteria_16S 2153489 2153407 14 95 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

39662 Bacteria_16S 2185336 2185242 14 105 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

39662 Bacteria_16S 2255139 2255057 14 95 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

39662 Bacteria_16S 2278290 2278208 14 95 gi|219857548|ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
39662 Bacteria_16S 2318991 2318897 14 105 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 


39662 Bacteria_16S 
acidaminiphila Bacteria; 
Stenotrophomonas. 
39662 Bacteria_16S 


quisquiliarum Bacteria; 
Methylosarcina. 
39662 Bacteria_16S 


39662 Bacteria_16S 
Bacteria; 
39662 Bacteria_16S 

peptidivorans Bacteria; 
39662 Bacteria_16S 


haemolyticum Bacteria; F 
39662 Bacteria_16S 


hibiscicola Bacteria; 
Pseudomonas. 
39662 Bacteria_16S 
strain ATCC 19374 


Pr 


2320583 2320489 14 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


2413086 2413004 14 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial 


2414650 2414568 14 
strain AML-C10 16S ribosomal RNA, partial sequence 


2425444 2425350 14 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 
2435825 2435743 14 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 
Clostridiales; 
2794018 2793936 14 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 
Clostridiales; 
2851711 2851617 14 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 


2853280 2853186 14 
16S ribosomal RNA, partial sequence 


105 
Proteobacteria; 
95 
Proteobacteria; 


95 


105 


95 


Firmicutes; Clostridia; 


95 


irmicutes; Clostridia; 


105 
oteobacteria; 


105 


Gammaproteobacteria; 


gi| 219857516 


219857452 
sequence 


gi 


Gammaproteobacteria; Methylococcales; 


gi|219857451 


ref 


ref 


ref 


NR_025104.1 
2319172 232071 


NR_025040.1 
2411699 241321 


NR_025039.1 


Stenotrophomonas 
3 Stenotrophomonas 


Xanthomonadales; Xanthomonadaceae; 


Methylosarcina 
0 Methylosarcina 


Methylococcaceae; 


Methylosarcina fibrata 


2413261 2414776 Methylosarcina fibrata Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 


gi| 219857442 


gi| 219857431 
gi|219857121 


219856890 
sequence 


gi 


gi| 219856889 


ref 
2424042 2425535 Halothiobacillus kellyi 
Halothiobacillaceae; 
ref 


Clostridiaceae; Cl 
ref 


Clostridiaceae; 
ref 


Pseudomonadales; 


ref 
2851886 2853382 Pseudo: 


NR_025030.1 


NR_025019.1 
2434473 243595 


NR_024749.1 
2792664 279412 
Clo 
NR_024709.1 
2850317 285183 


NR_024708.1 


Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomo 


2857959 2857865 14 105 


na 


219856886 


dales; Xanthomonadaceae. 


39662 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 
39662 
echinoides strain 


Bacteria_16S 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
2865614 2865532 14 
ATCC 14820 16S ribosomal RNA, partial sequence 


95 


gi 


gi|219856881 


2856557 2858059 Pseudo: 


ref 


ref|NR_024705.1 


NR_024700.1 
2864276 286573 


echinoides Bacteria; Proteobacteria; Alphaproteobacteri 


a; 


Sphingomonadales; Sphin 


Sphingomonas. 
39662 Bacteria_16S 


Firmicutes; 
39662 


Clostridia; 
Bacteria_16S 


Firmicutes; Clostridia; 
39662 Bacteria_16S 

japonensis strain 
Bacteria; 
39662 


Bacteria_16S 


2888826 2888744 14 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 
2890351 2890269 14 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 28904 


95 


Clostridiales; 
95 


Clostridiales; 
105 


95 


Eubacteriaceae; 
2924000 2923906 14 
12-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
3029952 3029870 14 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 


Halothiobacillus 


Halothiobacillus. 
Clostridium 

3 Clostridium 

ostridium. 
Clostridium 

8 Clostridium 

stridium. 
Pseudomonas 

5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 

monas cissicola 
Xanthomonas. 
Sphingomonas 

8 Sphingomonas 

gomonadaceae; 


gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 
Eubacterium. 
gi|219856863|ref|NR_024682.1| Eubacterium budayi 
51 Eubacterium budayi Bacteria; 
Eubacterium. 
gi|219856841|ref|NR_024660.1| Pseudoxanthomonas 


gi| 219846904 


2922617 2924080 Pseudo 


ref 


NR_026496.1 
3028583 303003 


xanthomonas japonensis 
Pseudoxanthomonas. 
Anaerobacter 

8 Anaerobacter 


polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 


39662 Bacteria_16S 


39662 


Bacteria_16S 


39662 Bacteria_16S 
strain 4-87 16S ribosoma 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 
3108405 3108323 14 


39662 Bacteria_16S 
strain N2 16S ribosomal 

Proteobacteria; Alphapro 
39662 Bacteria_16S 
strain N1 16S ribosomal 

Proteobacteria; Alphapro 
39662 Bacteria_16S 
mucifaciens strain DMMZ 

mucifaciens Bacteria; Ac 
Corynebacteriaceae; Cory 
39662 Bacteria_16S 
strain LMG 471 16S ribos 
Proteobacteria; Gammapro 


3037579 3037497 14 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; 
3072350 3072268 14 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
3073861 3073779 14 


3109870 3109788 14 


3176476 3176382 14 


3182524 3182430 14 
omal RNA, partial sequence 


95 


95 


95 
1 RNA, partial sequence 


95 
RNA, complete sequence 
teobacteria; 
95 
RNA, complete sequence 
teobacteria; 
105 


2278 16S ribosomal RNA, partial sequence 
tinobacteria; Actinobacteridae; 


nebacterium. 
105 


teobacteria; 


39662 Bacteria_16S 


3184076 3183982 14 


105 


gi| 219846898 


gi|219846874 


gi|219846873 


ref 
Clostridiaceae; 
ref 


locella palustri 


ref 


NR_026490.1 
3036217 303768 
Clo 
NR_026466.1 


Methylocella. 
NR_026465.1 


Clostridium 
6 Clostridium 
stridium. 

Methylocella palustris 
s Bacteria; 


Balneatrix alpica 


3072467 3073861 Balneatrix alpica Bacteria; 


gi|219846850 


ref 


NR_026442.1 


Rhodovulum robiginosum 


3107102 3108515 Rhodovulum robiginosum Bacteria; 


Rhodobacterales; Rhodobacteraceae; 
ref 


gi|219846849 


Rhodovulu 
NR_026441.1 


m. 
Rhodovulum iodosum 


3108566 3109980 Rhodovulum iodosum Bacteria; 


Rhodobacterales; Rhodobacteraceae; 
ref 


gi|219846804 


gi|219846800 


Actinomycetales; 


ref 


Rhodovulu 
NR_026396.1 
3175122 317658 
Coryneba 


NR_026392.1 


m. 
Corynebacterium 

0 Corynebacterium 

cterineae; 


Xanthomonas sacchari 


3181138 3182637 Xanthomonas sacchari Bacteria; 


Xanthomonadales; Xanthomonadaceae; 
ref 


219846799 


gi 


Xanthomon 


as. 
Xanthomonas codiaei 


NR_026391.1 


strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


39662 


strain LMG 947 16 
Proteobacteria; Gammaproteobacteria; 


39662 


strain LMG 673 16 
Proteobacteria; Gammaproteobacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


S ribos 


S ribos 


3185628 3185534 14 


3187180 3187086 14 


3188732 3188638 14 


105 


omal RNA, partial sequence 


105 


omal RNA, partial sequence 


105 


vesicatoria strain LMG 9 
vesicatoria Bacteria; 
Xanthomonas. 


Proteobacteria; 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


39662 


strain LMG 690 16 
Proteobacteria; Gammaproteobacteria; 


39662 


strain LMG 733 16 
Proteobacteria; Gammaproteobacteria; 


39662 


strain LMG 847 16S ribos 
Proteobacteria; 


39662 


strain LMG 8670 16S ribo 
Proteobacteria; 


39662 


strain LMG 736 16 


39662 


strain DSM 10365 
Firmicutes; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


S ribos 


S ribos 


Clostridia; 


3190284 3190190 14 


3191836 3191742 14 


3193388 3193294 14 


3194938 3194844 14 


3196490 3196396 14 


3287021 3286939 14 


Clostridiales; 
3290030 3289936 14 


105 


omal RNA, partial sequence 


105 


omal RNA, partial sequence 


105 


omal RNA, partial sequence 
Gammaproteobacteria; 


105 


somal RNA, partial sequence 3193552 31950 
Gammaproteobacteria; 


105 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


95 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridiaceae; 


105 


gi|219846798 
3184240 31857 


Xanthomonadales; Xanthomonadaceae; 


gi| 219846797 
3185792 31872 


Xanthomonadales; Xanthomonadaceae; 


gi|219846796 


gi|219846795 
3188896 31903 


Xanthomonadales; Xanthomonadaceae; 


gi|219846794 
3190448 31919 


Xanthomonadales; Xanthomonadaceae; 


gi|219846793 
3192000 31935 


Xanthomonadales; Xanthomonadaceae; 


gi|219846792 


Xanthomonadales; Xanthomonadaceae; 


gi|219846791 
3195102 31966 


gi|219846730 
Clostridiu 


gi|219846728 


Xanthomonadales; 


ref |NR_026390.1 


ref |NR_026389.1 


ref|NR_026388.1 


187344 318884 


Ww 


ref|NR_026387.1 


ref|NR_026386.1 


ref|NR_026385.1 


ref|NR_026384.1 


ref |NR_026383.1 


ref|NR_026322.1 
m. 


ref|NR_026320.1 


strain LMG 5743 1 


6S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 


thomonadaceae; 


39662 


Bacteria_16S 


3291555 3291461 14 


105 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
3293107 3293013 14 


39662 Bacteria_16S 


105 


strain LMG 708 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
3294659 3294565 14 


39662 Bacteria_16S 


105 


strain LMG 538 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
3296209 3296115 14 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


39662 Bacteria_16S 


albilineans Bacteria; Pr 


oteobacteria; 


105 


gi|219846727 


gi|219846726 
3291719 32932 


gi| 219846725 
3293271 32947 
gi|219846724 


Xantho: 


ref|NR_026319.1 
aceae; Xanthomon 
ref|NR_026318.1 


aceae; Xanthomon 
ref|NR_026317.1 


aceae; Xanthomon 
NR_026316.1 
3294823 329632 
monadales; Xanth 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
Xanthomonas. 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Xanthomonas. 
39662 
atlantica strain 


39662 
strain DSM 20541 


Bacteria_16S 
IAM 12927 16S ribosomal RNA, partial seq 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; 
Pseudoalteromonas. 
Bacteria_16S 


3428195 3428102 14 105 gi 


3458114 3458020 1 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


39662 
homopropionicum s 


homopropionicum Bacteria; 
Bacteria_16S 


39662 
strain DSM 286 16 
Firmicutes; 
39662 
strain BL 70/20 1 
Firmicutes; 
39662 
hominis strain 65 
Bacteria; 
39662 


Bacteria_16S 


Clostridia; 
Bacteria_16S 


Clostridia; 
Bacteria_16S 


Bacteria_16S 


3530878 3530796 14 95 gi 
train DSM 5847 16S ribosomal RNA, partia 
Firmicutes; Clostridia; Clostri 
3533856 3533774 14 95 gi 
S ribosomal RNA, partial sequence 


219846626 


uence 


219846605 
16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia 
occineae; 
219846556 


diales; 


219846554 
3532506 35339 


Alteromonadales; 


ref|NR_026218.1| Pseudoalteromonas 
3426820 3428242 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Nesterenkonia halobia 
halobia Bacteria; 
Micrococcaceae; Nesterenkonia. 
NR_026148.1| Clostridium 


ref|NR_026197.1 


ref 


1 sequence 3529546 3531006 Clostridium 


Clostridiaceae; Clostridium. 
ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 


Clostridiales; Clostridiaceae; Sarcina. 
3593542 3593460 14 95 gi|219846513|ref|NR_026105.1| Clostridium puniceum 
6S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 
3829054 3828972 14 95 gi|219846344|ref|NR_025934.1| Cardiobacterium 
73 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 
Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
3954705 3954623 14 95 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


Bacteria; 


3956142 3956060 14 


39662 Bacteria_16S 
strain MB-G2 16S 


39662 Bacteria_16S 


95 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
4000460 4000366 14 


105 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi|219846255 
3954838 39562 


gi|219846225 
3999120 40005 


ref|NR_025845.1| Rhodovulum strictum 
24 Rhodovulum strictum Bacteria; 
Rhodovulum. 

ref|NR_025815.1| Silanimonas lenta 
01 Silanimonas lenta Bacteria; 


Silanimonas. 


39662 Bacteria_16S 
strain SW-154 16S 
Proteobacteria; G 
39662 Bacteria_16S 
pratensis strain 
Bacteria; Proteob 
39662 Bacteria_16S 
thalassicus strai 
thalassicus Bacteria; 
39662 Bacteria_16S 

methylohalidivora 
methylohalidivora 
Leisingera. 
39662 Bacteria_16S 
strain N. Pfennig 
Proteobacteria; G 
39662 Bacteria_16S 
actinomycetemcomi 


Firmicutes; 


4018473 4018391 14 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 


4085235 4085153 14 


4184348 4184266 14 


4232775 4232693 14 


58949 58876 14 


293423 293330 14 


95 gi 


95 gi 


F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 


95 gi 


n SC 562 16S ribosomal RNA, partial se 
Clostridia; 


Clostridi 
95 gi 


ns strain MB2 16S ribosomal RNA, parti 
ns Bacteria; Proteobacteria; Alphaprot 


86 gi 


2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 


105 gi 


tans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 
39662 Bacteria_16S 
strain OK2 16S ri 
Proteobacteria; G 
39662 Bacteria_16S 
asymbiotica subsp 


385739 385666 14 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


401081 400988 14 


Photorhabdus asymbiotica subsp. 


Enterobacteriales; 
39662 Bacteria_16S 
rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 

39662 Bacteria_16S 
strain CFBP 2022 
Proteobacteria; G 
39662 Bacteria_16S 
palleroniana stra 
palleroniana Bact 
Pseudomonas. 

39662 Bacteria_16S 
strain DLE411J 16 
Proteobacteria; G 
39662 Bacteria_16S 
defluvii strain B 
Bacteria; Proteob 
39662 Bacteria_16S 
strain BSB 41.8 1 
Proteobacteria; B 
39662 Bacteria_16S 
luminescens subsp 
luminescens subsp 
Enterobacteriaceae; 
39662 Bacteria_16S 
strain P 513/19 
Proteobacteria; G 
39662 Bacteria_16S 
strain P 527/13 
Proteobacteria; G 
39662 Bacteria_16S 
strain P 538/23 
Proteobacteria; 
39662 Bacteria 
strain ID131577 
Actinobacteria; 
39662 


eria; 


G 
16S 


Bacteria_16S 


Enterobacteriaceae; 


Rubrobacteridae; 


445943 445870 14 


ain IH5 16S ribosomal RNA, 
teria; 


Proteobacteria; 


458295 458222 14 


459747 459674 14 
Proteobacteria; 


471844 471771 14 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


499569 499496 14 


501121 501048 14 


519378 519285 14 


556037 555964 14 


557579 557506 14 


559123 559050 14 


568266 568193 9 


595307 595234 14 


asteurellaceae; Aggregatibacter. 


86 gi 


105 gi 


australis strain 9802892 16S ribosomal RNA, pa 


4017086 40185 


384340 38587 


219846211|ref 


219846163 
e 40838 
ilales; Me 
219846088 
quence 

ales; Pept 
219846047 
al sequenc 
eobacteria 


ref 


thyl 
ref 


rs 


ostr 
ref 


’ 


Rh 
265679025|ref 
nce 57580 
matiaceae; 
265678865 
RNA, part 


Thi 
ref 
ial 


265678798 |ref 


seudomonad 
265678788 


acea 
ref 
rtia 


73 4085273 Methy 


183005 41844 


e 4231451 42328 


59029 


NR_025801.1 


NR_025753.1 
1 
ophilaceae; 
NR_025678.1 
0 
eptococcacea 
NR_025637.1 
8 
odobacterale 
NR_029333.1 
Thiocy 
ocystis. 
NR_029171.1 
sequence 


NR_029103.1 


e; Pseudomon 
NR_029093.1 
1 sequence 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Methylobacillus 

obacillus pratensis 

Methylobacillus. 
Tepidibacter 

8 Tepidibacter 

e; Tepidibacter. 
Leisingera 

1 Leisingera 

s; Rhodobacteraceae; 


Thiocystis violacea 
stis violacea Bacteria; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


86 gi 
complete se 
Gammaproteobact 


86 gi 


16S ribosomal RNA, partial sequence 456977 45835 
ammaproteobacteria; Pseudomonadales; P 


86 gi 


in CFBP 4389 16S ribosomal RNA, partia 
Gammaproteobacte 


86 gi 


86 gi 


SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


86 gi 


6S ribosomal RNA, partial sequence 499730 50125 
etaproteobacteria; Burkholderiales; Co: 


105 gi 


» kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 
Photorhabdus. 


86 gi 


6S ribosomal RNA, partial sequence 554659 55615 
ammaproteobacteria; Pseudomonadales; P 


86 gi 


6S ribosomal RNA, partial sequence 556201 55769 
ammaproteobacteria; Pseudomonadales; P 


86 gi 


6S ribosomal RNA, partial sequence 557743 55923 
ammaproteobacteria; Pseudomonadales; P 


80 gi 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


Cc 


86 gi 


prausnitzii strain ATCC 27768 16S ribosomal RNA, partia 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridi 


39662 Bacteria_16S 


strain 520-20 16S ribosomal RNA, 


640924 640851 14 


complete sequence 


86 gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


39662 Bacteria_16S 


strain B43 16S ribosomal RNA, partial sequence 


717840 717767 14 


470446 47199 


639529 64105 


265678758 
quence 
eria; 


ref 


Pseudomo 


265678746|ref 
seudomonad 
265678745 
1 sequence 
ria; Pseudomon 


acea 
ref 


265678737 |ref 
seudomonad 
265678719 
ence 49817 
riales; Comamo 
265678718|ref 


acea 
ref 


mamonadace 
265678706 


ae; 
ref 
seq 
cter 
265678682 |ref 


seudomonad 
265678681 


acea 
ref 


seudomonad 
265678680 


acea 
ref 


seudomonad 
265678674 


acea 
ref 


onexibacte 
265678656 
1 sequence 
ales; Rumi 
265678624 


race 
ref 


noco 
ref 


seudomonadacea 


86 gi 


444544 44607 


458401 45980 


8 499679 Hydro 


593943 595404 


NR_029063.1 
4 
e 


nadales; Ps 


NR_029051.1 


e; Pseudomon 
NR_029050.1 
8 
u 


adales; Pse 


NR_029042.1 


e; Pseudomon 
NR_029024.1 
g 
nadaceae; Hy 
NR_029023.1 


Hydrogenopha 
NR_029011.1 
uence 517982 
ia; Enteroba 


NR_028987.1 


e; Pseudomon 
NR_028986.1 


e; Pseudomon 
NR_028985.1 


e; Pseudomon 
NR_028979.1 


ae; Conexiba 
NR_028961.1 


ccaceae; Fae 
NR_028929.1 


e; Pseudomon 


265678570|ref 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 

Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 

Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 

Photorhabdus 

519496 Photorhabdus 
cteriales; 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Conexibacter woesei 


3 Conexibacter woesei Bacteria; 


cter. 

Faecalibacterium 
Faecalibacterium 
calibacterium. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 


NR_028875.1 


Enterobacter pyrinus 


716437 717968 Enterobacter pyrinus Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


39662 


39662 


39662 
strain SW-45 16S 
Proteobacteria; 

39662 
strain Uedal07 16 
Proteobacteria; 


Bacteria_1 
luminescens subsp 

Photorhabdus luminescens subsp. 
Enterobacteriales 
Bacteria_1l 
luminescens subsp 


Bacteria_16S 


G 
Bacteria_16S 


G 


6S 724070 723977 14 105 gi 
laumondii strain TTO1 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


6S 725653 725560 14 105 gi 


; Enterobacteriaceae; Photorhabdus. 


764221 764148 14 86 
ribosomal RNA, partial sequence 


gi 


771876 771783 14 105 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


gi 


akhurstii strain FRGO4 16S ribosomal 
Photorhabdus luminescens subsp. 
Enterobacteriales 


265678566 


265678565 


265678537 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


265678532 


770475 77198 
seudomonad 


RNA, parti 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


RNA, part 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 
als 


ref 


ial 


ref 


acea 
ref 


acea 


4 Marinobacter 


NR_028870.1 
equence 


NR_028869.1 
sequence 
NR_028841.1 


e; Marinobac 
NR_028836.1 


i 


39662 Bacteria_16S 
mediterranea stra 
mediterranea Bact 
Pseudomonas. 
39662 Bacteria_16S 


eria; 


785813 785740 14 86 
Proteobacteria; 


822438 822365 14 86 


gi 


in CFBP 5447 16S ribosomal RNA, partia 
Gammaproteobacte 


gi 


265678522 
ria; 


265678498 


1 sequence 
Pseud 


strain IMT37 16S 
Proteobacteria; 


G 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


821061 82256 
seudomonad 


e; Cellvibr 
ref|NR_028826.1 

784432 785869 
omonadales; Pseu 


ref|NR_028801.1 


aceae; Pseudomon 


39662 


Bacteria_16S 


830223 830130 3 95 


gi 


strain ATCC 43541 
Firmicutes; 
39662 
microaerophilum s 


microaerophilum B 


Propionibacteriac 
39662 
strain 2 16S ribo 
Proteobacteria; B 
39662 
pseudoflava strai 


Clost 
Bacteria_16S 


Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hydro 


Bacteria_16S 


16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
855814 855707 1 105 gi 
train M 5 16S ribosomal RNA, partial s 


eae; Propionibacterium. 


944675 944602 14 86 


gi 
etaproteobacteria; Burkholderiales; Co: 
946238 946165 14 86 gi 
n GA3 16S ribosomal RNA, partial seque 


acteria; Actinobacteria; Actinobacteri 


265678493 
82878 


265678475 
equence 
dae; 


265678416 
mamonadace 


265678415 
nce 94484 


ref 


NR_028796.1 


3 830273 Seleno 


Selenomon 


Actin 


as. 
ref 


omyc 


ref 
geno 
ae; 
ref 


6 946358 Hydro 


NR_028778.1 


854408 855931 


etales; Prop 


NR_028718.1 
phaga flava 
Hydrogenopha 
NR_028717.1 
g 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy 
39662 Bacteria_16S 947802 947729 14 86 gi|265678414|ref|NR_028716.1 
taeniospiralis strain 2Kl1 16S ribosomal RNA, partial sequence 946409 947922 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Co 

Hydrogenophaga. 

39662 Bacteria_16S 961722 961649 14 86 gi|265678404|ref|NR_028706.1 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudo: 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
39662 Bacteria_16S 992471 992378 14 105 gi| 265678383 |ref|NR_028685.1 


strain DO 14784 1 
Proteobacteria; 
39662 
199/55 16S riboso: 
Gammaproteobacter 
39662 
strain YLM-32 16S 


G 
Bacteria_16S 


Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 
1015262 1015189 14 86 gi 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1077368 1077261 1 105 
ribosomal RNA, partial sequence 


Mo 
gi 


6S ribosomal RNA, partial sequence 991068 99256 


Enterobac 
265678368 


1013897 1015342 Morax 


raxella. 
265678325 


1075986 10774 


teri 
ref 
ella 


ref 


aceae; Citro 
NR_028670.1 
ovis Bacter 


NR_028627.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteracea 
39662 Bacteria_16S 1145505 1145432 14 86 gi|253680760|ref|NR_028008.1 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 114556 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

39662 Bacteria_16S 1213579 1213506 14 86 gi|224581437|ref|NR_027219.1 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 12136 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
39662 Bacteria_16S 1228609 1228516 14 105 gi| 219878281 |ref|NR_025420.1 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 12287 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
39662 Bacteria_16S 1275294 1275214 16 94 gi|219846219|ref|NR_025809.1 


strain AT1013 16S 
Bacteroidetes; Fl 
39662 
strain ELCA-2 16S 
Tenericutes; Moll 
39662 
hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 

39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1279678 1279597 16 95 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1293293 1293220 14 86 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


Flavoba 
gi 


1390491 1390433 36 95 


gi 


1273959 12753 


cteriaceae 
219846093 


1278319 12798 
Entomoplasmataceae; M 


228716433 
tial seque 
oteobacter 


228716586 


bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 


; Se 
ref 


esop 
ref 
nce 
ia; 


ref 


jongia. 
NR_025683.1 


lasma. 
NR_027551.1 

129190 
Alteromonada 


Photorhabdus 
722663 724202 


Photorhabdus 
724253 725774 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 

Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Selenomonas noxia 
monas noxia Bacteria; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 


mamonadaceae; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Moraxella ovis strain 
ia; Proteobacteria; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Pseudomonas 

1 Pseudomonas 

eudomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


NR_027553.1 


Bdellovibrio 


1389197 1390490 Bdellovibrio 


bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 


Bdellovibrio. 
39662 
strain LMG 2210 1 


Proteobacteria; G 


39662 
doudoroffii strai 


doudoroffii Bacteria; 
Bacteria_16S 

vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; 


39662 
nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 
39662 
strain SW32 16S r 
Proteobacteria; G 
39662 
9187 strain TA 4r 
Bacteria; Proteob 
39662 
saccharolyticum s 
1498218 Ha 
Halanaerobiales; 
39662 
strain ATCC 35185 
Bacteria; Firmicu 
39662 
kestanbolensis st 
kestanbolensis Ba 
39662 
subsp. 
subsp. 
39662 
litoralis strain 
litoralis Bacteri 
39662 
proteolytica stra 
proteolytica Bact 
Pseudomonas. 
39662 
strain CMS 38 16S 
Proteobacteria; G 
39662 
strain CMS 35 16S 
Proteobacteria; G 
39662 
strain CFBP 2341 
Proteobacteria; G 
39662 


smithia st 
smithia Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
rain AS20/1/1 16S ribosomal RNA, partial 
Bacteria_16S 
DSM 15406 16S ribosomal RNA, partial sequence 


a; Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 


Bacteria_16S 


1415929 1415856 14 


1455816 1455743 14 


Proteobacteria; 
1483066 1482977 8 


1484540 1484467 14 
1496603 1496530 14 
16S ribosomal RNA, 


1498132 1498051 14 
ubsp. 


Halanaerobiaceae; 
1525169 1525076 3 


tes; Clostridia; 


1562908 1562850 36 


cteria; Firmicutes; 
1571882 1571809 14 


cteria; Proteobacteria; 
1634363 1634290 14 


1641906 1641833 14 


eria; Proteobacteria; 


1643468 1643395 14 


1645029 1644956 14 


1695348 1695275 14 


1696892 1696819 14 


86 


6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 
n MBIC1298 16S ribosomal RNA, partial 
Gammaproteobacter 


86 


95 


86 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Bacteria_16S 


86 


complete sequence 
acteria; Gammaproteobacteria; Aeromonadales; 
Bacteria_16S 


94 


saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. 
Halanaerobium. 


95 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


95 


rain K4 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; 


86 


Gammaproteobacteria; Aer 


86 


86 


in CMS 64 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


86 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
Bacteria_16S 


86 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
Bacteria_16S 


86 


16S ribosomal RNA, partial sequence 1693968 16954 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
Bacteria_16S 


86 


strain TOl 16S ribosomal RNA, partial sequence 


Proteobacteria; G 
39662 


agarivorans Bacte 


Pseudoalteromonas 
39662 


39662 
strain LMG 20546 
39662 
Fusobacteria; 


39662 


Shewanella. 
39662 


Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 


Fusobacteriales; 
Bacteria_16S 
livingstonensis strain NF22 16S ribosomal RNA, partial 
livingstonensis Bacteria; 


Bacteria_16S 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 
nitrativorans Bacteria; 


1754842 1754749 14 


ria; Proteobacteria; 


1795561 1795488 14 


1797045 1796972 14 


1832282 1832193 8 


1847602 1847529 14 
Proteobacteria; 
1937167 1937094 14 


Proteobacteria; 


39662 


Bacteria_16S 


1999940 1999867 14 


ammaproteobacteria; Pseudomonadales; Pseudomonad 
Bacteria_16S 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


105 


86 


1794167 1795601 Vibri 


86 


16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
Bacteria_16S 
strain VenChi2 16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


95 


86 


Fusobacteria; 


Ilyobacter. 


gi| 224581448 


224581417 
sequence 


gi 


219878151 
partial 


gi 


gi| 219857506 
1483159 14846 


219846691 
14952 


gi 


gi| 219846665 


219857527 
15237 


gi 
gi|219846143 


Ano 
219878156 
sequenc 


gi 


gi|219878454 


gi|219878449 
Pseud 


gi|219878448 
1642082 16435 


gi|219878447 
1643643 16451 


gi| 219878411 


gi|219878410 
1695512 16970 


gi|219878370 


gi| 219878339 


gi|219878338 


gi|219878315 
1830898 18324 


219878304 
sequence 


gi 


seudomonadaceae; 


ia; Aeromonadales; 


Aeromonadaceae; 


16S ribosomal 
saccharolytic 


Aeromonadales; 


Alteromonadales; 


ref|NR_027230.1| Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
Pseudomonas. 
ref|NR_027198.1| Oceanimonas 

1454432 1455915 Oceanimonas 
Aeromonadaceae; Oceanimonas. 
ref|NR_025290.1| Fusobacterium 
sequence 1481703 1483108 Fusobacterium 


Fusobacteriales; Fusobacteriaceae; 


ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 
Kushneria. 
ref|NR_026283.1| Tolumonas auensis DSM 
67 1496682 Tolumonas auensis DSM 9187 
Tolumonas. 
NR_026257.1| Halanaerobium 
RNA, complete sequence 

um Bacteria; Firmicutes; 


ref 
1496733 
Clostridia; 

ref 


NR_025115.1| Selenomonas sputigena 


42 1525238 Selenomonas sputigena 
Selenomonas. 
ref |NR_025733.1| Anoxybacillus 


1561538 1562913 Anoxybacillus 
xybacillus. 
ref|NR_025295.1| Aeromonas salmonicida 
e 1570477 1571981 Aeromonas salmonicida 
omonadales; Aeromonadaceae; Aeromonas. 
ref |NR_025593.1| Oceanisphaera 

1632974 1634479 Oceanisphaera 
Aeromonadaceae; Oceanisphaera. 
ref|NR_025588.1] Pseudomonas 
1640520 1642031 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_025587.1| Pseudomonas meridiana 

92 Pseudomonas meridiana Bacteria; 

aceae; Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 

53 Pseudomonas antarctica Bacteria; 

aceae; Pseudomonas. 

ref|NR_025550.1| Pseudomonas cannabina 

61 Pseudomonas cannabina Bacteria; 

aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 

Pseudoalteromonadaceae; 


Vibrio xuii strain R- 
Proteobacteria; 


ref|NR_025478.1 
o xuii Bacteria; 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025454.1| Ilyobacter insuetus 
07 Ilyobacter insuetus Bacteria; 


ref|NR_025443.1] Shewanella 
1846218 1847712 Shewanella 


Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


86 


Betaproteobacteria; 


86 


gi| 219878237 


Burkholderiales; 


ref|NR_025376.1] Comamonas 
1935800 1937297 Comamonas 
Comamonadaceae; Comamonas. 


gi|219878196 


ref|NR_025335.1| Pragia fontium strain 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 


39662 
strain Ps 9-14 16 
Proteobacteria; 
39662 


Pseudomonas. 
39662 
extremorientalis 


extremorientalis Bacteria; Proteobacteria; Gammaproteob 
Pseudomonas. 
39662 Bacteria_16S 2235334 2235261 14 86 gi 


costantinii strain CFBP 5705 16S ribosomal RNA, partial 
costantinii Bacteria; 


Pseudomonas. 
39662 
strain L2-TR 16S 
Proteobacteria; 

39662 
lutaoensis strain 


Bacteria_16S 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial s 
umsongensis Bacteria; 


Bacteria_16S 


Bacteria_16S 


Gammaproteobacteria; Alteromonadales; 
Bacteria_16S 


2144442 2144369 14 86 gi 


2145947 2145874 14 86 gi 


Proteobacteria; Gammaproteobacter 


2220176 2220103 14 86 gi 
strain KMM 3447 16S ribosomal RNA, par 


Proteobacteria; Gammaproteobacter 


2299348 2299275 14 86 
ribosomal RNA, partial sequence 


gi 


I 
2303807 2303734 14 86 gi 
T5054 16S ribosomal RNA, partial sequ 


2143068 21445 
seudomonadaceae; 


2297982 22993 
diomarinaceae; 


Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromo 


219857639 


219857638 
equence 

ia; 
219857586 
acteria; P 
219857576 
sequence 


ia; 
219857531 
219857528 


ence 23024 
nadales; A 


Pseudomonadales; 


tial sequence 


Pseudomonadales; 


ref|NR_025228.1| Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


Pseudomonas. 

NR_025227.1| Pseudomonas 
144573 2146027 Pseudomonas 
Pseudomonadaceae; 


ref 
2 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


ref|NR_025174.1 
221879 


seudomonadales; 


Pseudomonas 
7 Pseudomonas 
Pseudomonadaceae; 


ref|NR_025119.1| Idiomarina loihiensis 
96 Idiomarina loihiensis Bacteria; 

Idiomarina. 
NR_025116.1 


ref Marinobacter 


lteromonadaceae; Marinobacter. 


39662 


strain CFML 97-39 
Proteobacteria; 


39662 


strain CFML 97-51 
Bacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2322134 2322061 14 


2323686 2323613 14 


2522059 2521986 14 


thivervalensis st 


thivervalensis Bacteria; 


Pseudomonas. 
39662 
brassicacearum st 


brassicacearum Bacteria; 


Pseudomonas. 
39662 
strain SCH-89 16S 
Proteobacteria; A 
39662 
palleronii strain 
palleronii Bacter 
39662 
strain CIP 105469 
Bacteria; Proteob 
39662 
strain CIP 105470 
Proteobacteria; G 
39662 
strain CIP 105274 
Proteobacteria; G 
39662 
strain CFML 96-19 
Proteobacteria; G 
39662 
strain CIP 104664 
Bacteria; Proteob 
39662 
strain CIP 104883 
Bacteria; Proteob 
39662 
strain CFML 96-17 
Bacteria; Proteob 
39662 
strain CIP 105273 
Proteobacteria; G 
39662 
strain CIP 105460 
Bacteria; Proteob 


39662 


Bacteria_16S 
rain DBK11 16S ribosomal RNA, partial 
Gammaproteobacteria; 


Bacteria_16S 


rain SBK26 16S ribosomal RNA, partial 
Gammaproteobacteria; 


Proteobacteria; 
2523539 2523466 14 
Proteobacteria; 


2537143 2537070 23 


86 


1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


86 


4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


86 


86 


95 


ribosomal RNA, partial sequence 


219857515 
23207 


gi 


219857514 
23223 
P 
219857363 
sequence 


gi 


gi 


219857362 
sequence 


gi 


gi| 219857353 
2535834 25371 


Pseudomonadales; 


Pseudomonadales; 


04 2303932 Marinobacter lutaoensis 
, 


ref|NR_025103.1 


Pseudomonas brenneri 


64 2322265 Pseudomonas brenneri Bacteria; 


Pseudomon 
NR_025102.1 


ref 


as. 
Pseudomonas grimontii 


16 2323816 Pseudomonas grimontii 


seudomonadaceae; 
ref |NR_024951.1 

2520665 252209 
Ps 


ref|NR_024950.1 
2522145 252361 
Ps 


ref|NR_024941.1 


Pseudomonas. 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


lphaproteobacteria; Rhodobacterales; H 
2544105 2544032 14 86 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2556365 2556292 14 86 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557931 2557858 14 86 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2571690 2571617 14 86 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580811 2580738 14 86 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582377 2582304 14 86 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583947 2583874 14 86 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585516 2585443 14 86 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596354 2596281 14 86 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597920 2597847 14 86 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2645552 2645479 14 86 


yphomonada 
219857348 
sequence 
; Burkhold 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857228 


ceae; Hyphomonas. 
ref|NR_024936.1| Hydrogenophaga 

2542716 2544225 Hydrogenophaga 
eriales; Comamonadaceae; Hydrogenophaga. 
ref|NR_024928.1| Pseudomonas gessardii 
74 2556489 Pseudomonas gessardii 
seudomonadaceae; Pseudomonas. 
ref|NR_024927.1| Pseudomonas migulae 
40 2558055 Pseudomonas migulae Bacteria; 
aceae; Pseudomonas. 
ref|NR_024918.1| Pseudomonas jessenii 
99 2571813 Pseudomonas jessenii Bacteria; 
aceae; Pseudomonas. 
ref|NR_024912.1| Pseudomonas cedrina 
20 2580935 Pseudomonas cedrina Bacteria; 
aceae; Pseudomonas. 
ref|NR_024911.1| Pseudomonas rhodesiae 
86 2582507 Pseudomonas rhodesiae 
seudomonadaceae; Pseudomonas. 
ref|NR_024910.1| Pseudomonas monteilii 
58 2584074 Pseudomonas monteilii 
seudomonadaceae; Pseudomonas. 
ref|NR_024909.1| Pseudomonas orientalis 
25 2585640 Pseudomonas orientalis 
seudomonadaceae; Pseudomonas. 


intermedia strain S1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Bacteria_16S 


gi 


ref|NR_024902.1| Pseudomonas mandelii 
61 2596478 Pseudomonas mandelii Bacteria; 
aceae; Pseudomonas. 

ref|NR_024901.1| Pseudomonas libanensis 
29 2598044 Pseudomonas libanensis 
seudomonadaceae; Pseudomonas. 
ref|NR_024856.1| Hydrogenophaga 


2644182 2645662 Hydrogenophaga intermedia 
Hydrogenophaga. 


39662 
strain ATCC 13522 
Bacteria; 


39662 Bacteria_16S 
strain DSM 3050 1 
Proteobacteria; 
39662 Bacteria_16S 


Bacteria_16S 


2854813 2854740 14 86 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


2864098 2864025 14 86 gi 


Gammaproteobacteria; Pseudomonadales; P 


2867181 2867108 14 86 gi 


stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria 
Marinobacterium. 
39662 
plecoglossicida s 
plecoglossicida B 
Pseudomonas. 
39662 
jannaschii strain 
jannaschii Bacter 
Marinobacterium. 
39662 
strain PCl 16S ri 
Proteobacteria; 
39662 
limneticum strain 
Bacteria; Proteob 
39662 
strain DSM 3963 1 


39662 
strain DSM 11363 
Proteobacteria; 

39662 
strain ATCC 13313 
Proteobacteria; 
39662 
saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 
39662 
strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


; Proteobacteria; Gammaproteobacteria; 


2920909 2920836 14 86 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2934401 2934328 14 86 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


2975316 2975243 14 86 
bosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Pseudomonadales; P 


3075311 3075238 14 86 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3171899 3171806 14 105 gi 


Deinoco 
gi 


Deinococci; Deinococcales; 
3178029 3177956 14 86 


3271837 3271744 14 105 gi 
16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Enterobacteriales; 


3376926 3376845 14 94 gi 
ubsp. senegalense strain DSM 7379 16S 
Halanaerobiaceae; Halanaerobium. 
3416325 3416219 1 105 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


6S ribosomal RNA, partial sequence 2862729 28642 


2973936 29754 
seudomonadaceae; 
ref 


6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 
Bacteria_16S 
16S ribosomal RNA, partial sequence 3176631 31781 
Gammaproteobacteria; Pseudomonadales; P 


senegalense Bacteria; 


39662 
strain 


Proteobacteria; 


39662 


periodonticum str 
periodonticum Bac 


39662 


nucleatum subsp. 


Fusobacteriaceae; 


39662 


nucleatum subsp. 
nucleatum subsp. 


39662 


Bacteria_16S 
: CIP 7430 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


3613337 3613264 14 


3619375 3619286 8 


Fusobacteria; 
3620756 3620667 8 


3622137 3622048 8 


3660365 3660292 14 


Fusobacteria; 


86 gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 


95 gi 


ain EK1-15 16S ribosomal RNA, partial 
Fusobacteriales; 


95 gi 


animalis strain NCTC 12276 16S ribosomal 
Fusobacterium nucleatum subsp. 
Fusobacterium. 


animalis Bacteria; 


95 gi 


fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; 


Fuso. 


86 gi 


frigidimarina strain ICP1 16S ribosomal RNA, partial se 
frigidimarina Bacteria; Proteobacteria; Gammaproteobact 


39662 


Bacteria_16S 


3663425 3663352 14 


86 gi 


psychrotropica strain ACAM 179 16S ribosomal RNA, parti 
psychrotropica Bacteria; Proteobacteria; Gammaproteobac 


39662 


strain 1846 
Proteobacteria; 


39662 


strain E-37 16S r 


Bacteria_16S 
16S 


Bacteria_16S 


3675571 3675498 14 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


3717701 3717607 14 


ibosomal RNA, partial sequence 


86 gi 


105 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


39662 


lacurosei strain 
Bacteria; 


39662 


oryzihabitans strain L-1 16S ribosomal RNA, 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


3842552 3842471 14 


H200 16S ribosomal RNA, 
Clostridia; 


3906788 3906715 14 


Halanaerobiales; 


94 gi 
complete seque 
Hala 

86 gi 
complete se 


3674212 36756 


3716418 37177 


219856880 
equence 


219856843 
1 sequence 
cteria; 


219856834 
sequence 
a; 


219846940 


219846872 
ence 30739 
ales; 
219846807 


ccaceae; 
219846803 


219846740 
32704 


219846666 
ribosomal 


219846634 
34149 
ales; 


219846497 
36119 
omonadacea 
219846493 
sequence 

Fusobacter 
219846492 
RNA, pa 


219846491 
partial 
bacteriale 
219846465 
quence 
eria; Alte 
219846463 
al sequenc 
teria; Alt 
219846454 


Enterobac 
219846425 


hodobacter 
219846334 
nce 38411 
naerobiace 


seudomonadaceae; 
ref 


Alteromonadales; 


ref 


ref 
Alteromonadales; 


ref 


ref 


ref 
RNA, 
Firmicutes; 


ref 


Micrococcineae; 


2865789 28673 


2919511 29210 


Pseudomonadales; 


2933018 29344 
Alter 


Pseudomo 


laceae; Fer 


Pseudomo 


partial se 


Cel 


Alteromo 


NR_024662.1 


NR_024653.1 


NR_026532.1 
29 Pseudomonas cichorii Bacteria; 


NR_026399.1 
14 Deinococcus grandis Bacteria; 
Deinococcus. 
NR_026395.1 
59 Pseudomonas graminis Bacteria; 
seudomonadaceae; 
ref |NR_026332.1 
47 3271933 Shige 
Enterobacteriaceae; 
NR_026258.1 
quence 

Clostridia; 


Shige 


NR_026226.1 
64 3416365 Cellu 


0 


0 
P 


8 
° 


n 


NR_026464.1 
12 3075441 Ferrib 
Rhodocyc 
ref 


r 


n 


1 


1 
ak 


Fusobacteria; 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref |NR_026084.1 
rtial sequence 


ref|NR_026083.1 
sequence 362084 
s; Fusobacteriac 
ref|NR_026057.1 

3658961 366046 
romonadales; She 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026045.1 


teriaceae; Panto 
ref|NR_026016.1 


aceae; Sagittul 
ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiu 


219846291 
quence 


ref |NR_025881.1 
3905392 390691 


219856888|ref|NR_024707.1| Pseudomonas savastanoi 
2853433 2854934 Pseudomonas savastanoi 
Pseudomonadaceae; Pseudomonas. 
219856882|ref|NR_024701.1| Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
Pseudomonas. 
NR_024699.1 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Pseudomonas cichorii 


as. 
Ferribacterium 

acterium limneticum 

ibacterium. 
Deinococcus grandis 


Pseudomonas graminis 


as. 
Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 
Halanaerobium 
3375527 3377012 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Shewanella 
5 Shewanella 
wanellaceae; 
Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Pantoea ananatis 


Shewanella. 


66 Pantoea ananatis Bacteria; 


ea. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 
a. 


Halanaerobium 
erobium lacurosei 
m. 

Pseudomonas 
8 Pseudomonas 


oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 


39662 Bacteria_16S 3972556 3972483 14 86 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
39662 Bacteria_16S 4009460 4009387 14 86 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

39662 Bacteria_16S 4020014 4019941 14 86 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

39662 Bacteria_16S 4068405 4068313 15 105 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

39662 Bacteria_16S 4128982 4128889 14 105 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

39662 Bacteria_16S 4130471 4130378 14 105 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

39662 Bacteria_16S 4170534 4170461 14 86 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

39662 Bacteria_16S 4182872 4182783 8 95 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

39662 Bacteria_16S 19451 19359 16 105 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

39662 Bacteria_16S 69563 69459 4 105 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

39662 Bacteria_16S 243518 243435 1 82 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

39662 Bacteria_16S 279684 279600 14 96 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

39662 Bacteria_16S 303906 303826 16 95 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

39662 Bacteria_16S 307004 306924 16 95 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

39662 Bacteria_16S 390302 390222 4 82 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

39662 Bacteria_16S 525484 525380 4 105 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

39662 Bacteria_16S 574279 574175 4 105 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

39662 Bacteria_16S 624044 623940 4 105 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

39662 Bacteria_16S 651623 651573 45 95 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

39662 Bacteria_16S 696994 696902 5 95 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

39662 Bacteria_16S 740920 740840 1 79 gi|265678554|ref|NR_028858.1| Saccharomonospora 


paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 


739522 


740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 


39662 Bacteria_ 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


39662 
strain FC 097-2 1 


Tenericutes; Moll 


39662 
acetiphilus DSM 1 
12809 Bacteria; 
39662 
urealyticum DSM 7 


DSM 7109 Bacteria 
Corynebacteriacea 
Bacteria_16S 


39662 
thermacidophilum 


Bacteria_16S 


Bacteria_16S 


D 
Bacteria_16S 


Pseudonocardiaceae; Saccharomonospora. 


1196969 1196881 9 95 gi 
2809 16S ribosomal RNA, partial sequen 
eferribacteres; Deferribacterales; Def 
1291824 1291720 4 105 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

1331398 1331330 16 82 gi 
subsp. porcinum strain P3-14 16S ribos 


e 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
228715574 
ce 
erribacter 
228720812 


tinomyceta 


219846082 
omal RNA, 


eplasma. 
ref|NR_027535.1 
65 1197080 Denit 
aceae; Denitrov 
ref|NR_027597.1 
53 1291853 Coryn 
les; Corynebact 


11955 


12904 


ref 
comp 


NR_025672.1 
lete sequenc 


r 
i 


e 
e 


16S 890664 890583 4 82 gi|265678451|ref|NR_028753.1| Actinomadura 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

986162 986070 4 95 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 
6S ribosomal RNA, complete sequence 984769 986285 Acholeplasma vituli Bacteria; 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Corynebacterium 
bacterium urealyticum 
rineae; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 
39662 


bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 145871 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomyc 
Arcanobacterium. 

39662 Bacteria_16S 1461692 1461612 4 82 gi|224581412|ref|NR_027193.1 


strain CCM 132 16 


Bacteria_16S 


Bifidobacterium. 
105 gi 


Bifidobacteriaceae; 
1458698 1458594 4 


, 


S ribosomal RNA, partial sequence 


224581414 


1460297 14618 


ref|NR_027195.1 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

39662 Bacteria_16S 1651026 1650944 14 95 gi|219878442|ref|NR_025581.1| Labrys monachus strain 
VKM B1479 16S ribosomal RNA, partial sequence 1649700 1651141 Labrys monachus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 

39662 Bacteria_16S 1715213 1715121 16 105 gi|219878398|ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

39662 Bacteria_16S 1721370 1721282 8 95 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

39662 Bacteria_16S 1786495 1786403 16 105 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

39662 Bacteria_16S 1874924 1874844 4 82 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

39662 Bacteria_16S 1906740 1906648 16 105 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
39662 Bacteria_16S 1950991 1950911 4 82 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

39662 Bacteria_16S 2050156 2050068 8 95 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

39662 Bacteria_16S 2080730 2080638 16 105 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

39662 Bacteria_16S 2105185 2105105 14 93 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

39662 Bacteria_16S 2282823 2282739 14 96 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

39662 Bacteria_16S 2329589 2329493 1 95 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

39662 Bacteria_16S 2394795 2394703 16 105 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 


strain Loup-1 16S 
Bacteroidetes; Ba 


ribosomal RNA, partial sequence 


cteroidia; Bacteroidales; Porphyromonada 


ceae; Porphyromonas. 


2393419 2394884 Porphyromonas gulae Bacteria; 


39662 


strain T1-X7 16S 


39662 


Bacteria_16S 


Bacteria_16S 


2493293 2493186 1 


2567166 2567078 8 


105 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


95 


acidaminophila strain DSM 3853 16S ribosomal RNA, partial 


acidaminophila Bacteria; 
39662 Bacteria_16S 


Firmicutes; Clostridia; 
2707088 2707000 8 95 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 


oxidotolerans Bacteria; 


Firmicutes; 


Bacillales; 


39662 


oligophenolica 16 


39662 


Bacteria_16S 


Bacteria_16S 


2885869 2885819 45 


3016446 3016354 16 


95 


S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


105 


strain 1145589 16 


S ribosomal RNA, partial sequence 


gi|219857388 


gi|219857290 


gi|219857184 


Bacillales Family 


gi| 219856866 


gi| 219846913 
3015068 30165 


2491905 24933 


ref|NR_024976.1 
49 Tetrasphaera 


ref|NR_024921.1 


sequence 2565759 25672 
Clostridiales; Veill 
ref 

2705678 27071 
XII. 


8 
onellaceae; 

NR_024812.1 
9 
Incertae 


2884576 28858 
Sphingomonadaceae; 


ref|NR_024685.1 
81 Sphingomonas 


ref |NR_026505.1 


31 Dysgonomonas 


Tetrasphaera japonica 


japonica Bacteria; 
Intrasporangiaceae; 


Tetrasphaera. 
Anaeromusa 

8 Anaeromusa 

Anaeromusa. 
Exiguobacterium 

1 Exiguobacterium 


Sedis; Exiguobacterium. 


Sphingomonas 


oligophenolica Bacteria; 
Sphingomonas. 


Dysgonomonas gadei 


gadei Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

39662 Bacteria_16S 3066445 3066353 16 105 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

39662 Bacteria_16S 3093412 3093332 4 82 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ref Pa 
3096668 30980 
Corynebacterineae; 


39662 Bacteria_16S 3098058 3097954 4 105 


confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 


confusum Bacteria; 
Corynebacteriaceae; Corynebacterium. 

39662 Bacteria_16S 3200997 3200893 4 105 
kroppenstedtii DSM 44385 Bacteria; Actinobacteri 
Corynebacteriaceae; Corynebacterium. 

39662 Bacteria_16S 3396556 3396476 4 
citrea strain DSM 


82 


Promicromonospora. 
39662 Bacteria_16S 
strain ATCC 51270 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroida 
39662 Bacteria_16S 3485376 3485272 4 105 
strain DSM 40089 16S ribosomal RNA, partial sequ 


3410308 3410216 16 105 


43110 16S ribosomal RNA, partial sequence 33951 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


39662 


Bacteria_16S 


3549418 3549326 16 


105 


3092041 30935 


gi|219846857 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846788 


219846648 


gi 


219846638 
34089 


gi 


les; 
gi|219846586 
ence 3483983 34854 


gi|219846544 


ref 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 
a; Actinobacteridae; 


ref 
98 3396650 Promic 
Micrococ 


ref 
32 3410401 Porphy 
Porphyromonadace 
ref 
99 Streptomyces 


Mi 


NR_026449.1 
7 


NR_026380.1 

319961 
NR_026240.1 
cineae; 
NR_026230.1 


ae; Porphyro 
NR_026178.1 


Streptomycineae; 


cangingivalis strain VPB 4874 16S ribosomal RNA, partial 
cangingivalis Bacteria; 
Bacteria_16S 


39662 
faecium strain AC 
Bacteria; 
39662 


Firmicutes; 
Bacteria_16S 
strain UIA 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
3585857 3585774 4 


Bac 
gi 


Bacteroidia; 
86 


Clostridia; 


3690754 3690670 14 96 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3753301 3753217 14 96 


te 


M 3679 16S ribosomal RNA, partial sequen 
Clostridiales; Veillone 


roid 


ce 3 
llac 


sequence 
ales; 
219846519 


5844 
eae; 


219846444 
3689398 36908 


219846397 


ref|NR_026136.1 
3548038 354952 
Porphyromonada 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026035.1 


ref 


39662 Bacteria_16S 


strain 275c 16S r 


ibosomal RNA, partial sequence 


gi 
3751943 37534 


NR_025988.1 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


39662 


Bacteria_16S 


3759349 3759265 14 


96 


strain PG51 16S r 
Tenericutes; Moll 
39662 
strain NRRL B-163 


ibosomal RNA, partial sequence 


gi| 219846393 
3757993 37594 


Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
4032242 4032150 4 94 gi 
27 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


al 


4 
es; 


219846202 


0308 
Glyc 


39662 


strain NRRL B-161 
Bacteria; Actinob 


39662 


Bacteria_16S 


Bacteria_16S 


4033794 4033702 4 


4035346 4035254 4 


94 


53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


94 


219846201 

40324 
Glyc 

219846200 


gi 


gi 


lechevalierae strain NRRL B-16149 16S ribosomal RNA, part 


lechevalierae Bac 
Glycomycetaceae; 

39662 
KMM 3905 16S ribo 


Bacteria_16S 


teria; Actinobacteria; Actinobacterida 
Glycomyces. 
4125969 4125889 4 


82 gi 


e; 


ial 


sequence 
Actinomycetales; 


219846133 
somal RNA, partial sequence 4124587 4126026 Kocuria marina Bacter 


ref |NR_025984.1 


ref|NR_025792.1 
omycineae; Glyco 
ref|NR_025791.1 


omycineae; Glyco 
ref|NR_025790.1 
403395 


ref|NR_025723.1 


Actinobacteridae; Actinomycetales; Micrococcinea 
39662 Bacteria_16S 1381 1298 1 82 
cyanea strain NA134 16S ribosomal RNA, partial s 


e; Micrococcaceae; 
gi| 265679063 
equence 1 


ref 
1489 


Ko 


curia. 


NR_029371.1 
Saccha 


11 Kocuria rhizophila Bacteria; 
crococcaceae; 


Kocuria. 
Corynebacterium 
1 Corynebacterium 


Corynebacterium 
4 3201013 Corynebacterium 


Actinomycetales; Corynebacterineae; 


Promicromonospora 
romonospora citrea 


Promicromonosporaceae Hi 


Porphyromonas catoniae 
romonas catoniae 

monas. 

Streptomyces galbus 


galbus Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Porphyromonas 

1 Porphyromonas 

ceae; Porphyromonas. 
Phascolarctobacterium 

larctobacterium faecium 

terium. 

Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Glycomycineae; 


Kocuria marina strain 
ia; Actinobacteria; 


Saccharomonospora 
romonospora cyanea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora. 


39662 
azurea strain NA1 
Bacteria; Actinob 


Bacteria_16S 


2920 2837 


1 


28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
Saccharomonospora. 


82 gi| 26567 


1539 
Pseudonocardineae; 


9062|ref 


3029 


NR_029370.1 


Saccharomonospora 


Saccharomonospora azurea 


Pseudonocardiaceae; 


39662 Bacteria_16S 76991 76900 16 105 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 
39662 Bacteria_16S 136426 136323 5 105 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 


gerencseriae Bact 
Actinomycetaceae; 
39662 
strain OY 0-002 1 
Proteobacteria; G 
39662 
collagenovorans s 
collagenovorans B 
39662 
strain SEBR 7054 
Thermotogae; 
39662 
strain W 1471 16S 
Firmicutes; Clost 
39662 
vibrioformis stra 


vibrioformis Bacteria; 
Bacteria_16S 


39662 
strain ATCC 3377 
Bacteroidetes; B 
39662 
strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 
39662 
psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Actinomyces. 


eria; Actinobacteria; Actinobacteridae; 


175981 175888 14 
6S ribosomal RNA, partial sequence 174571 17599 
ammaproteobacteria; Vibrionales; Vibri 
188181 188086 1 


105 gi| 26567 


95 gi 


Actinomycetales; 


8946|ref 


ref 


train SG 16S ribosomal RNA, partial sequence 186799 188298 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
248098 248019 16 93 gi| 265678897 |ref|NR_029205.1 


NR_029254.1 


NR_029246.1 


Actinomycineae; 


Clostridium 
Clostridium 
Clostridium. 
Thermotoga hypogea 


Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 
onaceae; Vibrio. 
265678938 


Bacteria_16S 


Thermotogaceae; 
282641 282574 14 


Thermotoga. 
80 gi 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogales; 
265678872 


ref|NR_029178.1 


7 Thermotoga hypogea Bacteria; 


Eubacterium infirmum 


Bacteria_16S 


ridia; 


ribosomal RNA, partial sequence 

Clostridiales; 
294890 294799 16 
in 6030 16S ribosomal RNA, partial sequence 


105 gi 


281272 28276 
Eubacteriaceae; 


293547 295005 


7 Eubacterium infirmum Bacteria; 
Eubacterium. 
265678864 


Prosthecochloris 
Prosthecochloris 


Prosthecochloris. 


Bacteria_16S 


Chlorobi; Chlorobia; 
326804 326721 16 97 gi 
9 16S ribosomal RNA, partial sequence 
acteroidia; Bacteroidales; 
334606 334523 1 


82 gi 


Chlorobiales; Chlorobiaceae; 
265678843 


325398 326875 Prevotella veroralis Bacteria; 


ref|NR_029148.1 


Prevotella veroralis 


Prevotellaceae; 


Prevotella. 


265678838 |ref 


NR_029143.1 


Bacteria_16S 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


539247 539164 1 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 


82 gi 


33324 
Corynebacterineae; 


265678693 
sequence 


ref 


NR_028998.1 
537853 539333 
Actinomycetales; 


39662 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


39662 


azorensis strain 
Bacteria; 


39662 


39662 


botniense strain E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


cteria; Actinobacteria; Actinobacteridae; 
esterenkonia. 


654519 654424 1 


Clostridia; 
674231 674140 4 


714750 714667 1 


Mycobacterium. 
642475 642384 4 93 gi| 265678623 |ref|NR_028928.1 
rain EL-30 16S ribosomal RNA, partial sequence 641107 642573 


95 gi 


Clostridiaceae 


93 gi 


82 gi 


713 


Actinomycetales; 


265678614 
MV1087 16S ribosomal RNA, partial sequence 653 
Clostridiales; 
265678600 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


Micro 


ref|NR_028919.1 
163 654605 Calora 
; Caloranaerobacte 
ref |NR_028905.1 


Actinomycetace 
ref |NR_028878.1 
359 714869 Mycoba 


Mycobacterium. 

39662 Bacteria_16S 808831 808764 21 86 gi| 265678507 |ref|NR_028810.1 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactob 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

39662 Bacteria_16S 889161 889078 1 82 gi| 265678452 |ref|NR_028754.1 


flava strain AS 4 


Saccharopolyspora. 
Bacteria_16S 


39662 


Bacteroidetes; 


39662 Bacteria_16S 977054 976963 16 104 gi|265678393|ref|NR_028695.1 
strain SS-2 16S ribosomal RNA, partial sequence 975693 9 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
39662 Bacteria_16S 1106060 1105981 16 93 gi| 265678305 |ref|NR_028607.1 


-1520 16S ribosomal RNA, partial sequence 8 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


975583 975504 16 
strain T-3 16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; 


93 gi 


974224 9 


acidifaciens strain A40 16S ribosomal RNA, partial sequence 1 


Bacteria; 
39662 
mcbrellneri ATCC 


ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 


Brevibacteriaceae 
39662 


Bacteroidetes; 
Bacteria_16S 


Bacteria_16S 


Bacteroidia; 
1261775 1261692 1 


Bacteroidales; 


82 gi 


49030 16S ribosomal RNA, partial sequence 1 


; Brevibacterium. 


1334538 1334431 1 


105 gi 


265678394 


Bacteroidaceae; 
219846707 


228721490 


87783 889225 Saccha 
Pseudonocardineae; P 


ref 


NR_028696.1 


5 334704 Mycobacterium celatum 
Mycobacteriaceae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Nesterenkonia 
Nesterenkonia 
coccineae; 


Caloranaerobacter 
r. 
ae; Actinomyces. 


Mycobacterium 
cterium botniense 


Corynebacterineae; Mycobacteriaceae; 


Lactobacillus 
acillus ingluviei 


Saccharopolyspora 
ropolyspora flava 


seudonocardiaceae; 


Lewinella persicus 


75642 Lewinella persicus Bacteria; 


Saprospiraceae; Lewinella. 


77130 Lewinella nigricans Bacteria; 


104672 1106166 Bacter 
Bacteroides. 
NR_026299.1 
260397 1261800 Brevib 
Actinomycetales; 


ref 


ref 


Micrococc 


NR_027613.1 


Bacteroides 
oides acidifaciens 


Brevibacterium 
acterium mcbrellneri 
ineae; 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 


Mycobacterium celatum 


naerobacter azorensis 


Actinomyces coleocanis 
5 Actinomyces coleocanis Bacteria; 
nomycineae; 
265678573 


Lewinella nigricans 


Beutenbergia cavernae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 


Beutenbergia. 
39662 Bacteria_ 


strain TMO 16S ri 


Thermotogae; 


39662 Bacteria_16S 1417474 14173911 82 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

39662 Bacteria_16S 1882605 1882522 4 86 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

39662 Bacteria_16S 1908264 1908161 5 105 gi| 219878258 |ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
39662 Bacteria_16S 1938733 1938650 1 82 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

39662 Bacteria_16S 2047023 2046940 16 97 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

39662 Bacteria_16S 2056300 2056193 1 105 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

39662 Bacteria_16S 2485691 2485608 14 95 gi|219857393|ref|NR_024981.1| Mycoplasma subdolum 
strain TB 16S ribosomal RNA, partial sequence 2484337 2485798 Mycoplasma subdolum Bacteria; 


Tenericutes; Moll 


39662 Bacteria_ 
spumicola strain 


spumicola Bacteri 


Nocardioidaceae; 
39662 Bacteria_ 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


39662 Bacteria_ 


spinosa strain DS 


spinosa Bacteria; 


Pseudonocardiacea 


39662 


Bacteroidetes; 
39662 
strain EHS11 16S 
Bacteroidetes; 
39662 


Coprobacillus. 
39662 


Micropruina. 
39662 
strain IAM 14851 


39662 
strain IFO 16068 


39662 
ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 
39662 
strain IFO 15059 


39662 
strain DSM 10022 

Firmicutes; Clost 
39662 


Thermotogales; 


Bacteria_16S 
strain EPSA11 16S 
Ba 
Bacteria_16S 


Ba 
Bacteria_16S 
cateniformis stra 
cateniformis Bact 
Bacteria_16S 
glycogenica strai 
Bacteria; Actinob 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S 1394947 1394868 16 93 
bosomal RNA, partial sequence 


Thermotogaceae; 


gi 
13 


icutes; Mycoplasmataceae; Mycoplasma. 
16S 2588665 2588558 1 105 gi 


Friedmanniella. 


16S 2667948 2667865 1 82 gi 


16S 2669463 2669380 1 82 gi 


e; Saccharopolyspora. 

2701006 2700923 16 97 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
2702546 2702463 16 97 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
2818184 2818105 14 


gi 
26 


gi 
27 


92 gi 


2899405 2899298 1 105 gi 


2902456 2902349 1 105 gi 


2955547 2955464 1 82 gi 


2957065 2956958 1 105 


gi 


; Microbacterium. 


2989052 2988969 1 82 gi 


3231020 3230953 14 80 gi 
ridia; Clostridiales; 
3329671 3329588 1 


82 gi 


Thermotoga. 


Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 


43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


M 44228 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Act 


Prevotellace 


Prevotellace 


in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. 


228715897 
93543 13950 


219857276 
nce 
inomycet 


219857212 
ence 26665 
ales; Pseu 


219857211 
nce 

inomycetal 
219857188 
99606 27010 
ae; Prevot 
219857187 
01149 27026 
ae; Prevot 
219856912 
1 sequence 
sipelotric 


219856857 
nce 28980 
ales; Prop 


219856855 


occineae; 


oc : 


219856820 


nebacterin 
219856819 
ial sequen 
ae 


219846931 


nebacterin 
219846767 


I 
219846699 


ref 


ref 
2587275 25887 
ales 


ref 
99 2668066 Sacch 
dono 


ref - 
2668117 26695 
es; 


ref 
98 Prevotella salivae Bacteria; 
ella 
ref 
38 Prevotella shahii Bacteria; 
ella 
ref 
2816799 28182 
hale 


ref 
36 2899473 Micro 
ioni 


ref 
46 Leucobacter albus Bacteria; 


Mi 


ref 


ref 


NR_027542.1 


NR_024907.1 
4 


; Propionib 


NR_024840.1 
cardineae; 


NR_024839.1 
8 
Pseudonocar 


NR_024816.1 


NR_024815.1 


NR_024733.1 
8 
s; Erysipelo 
NR_024676.1 
Pp 


bacterineae; 


NR_024674.1 


crobacteriac 
NR_024639.1 


Gordoniacea 
NR_024638.1 
1 
O° 


tales; Micr 


NR_026523.1 


Gordoniacea 
NR_026359.1 


tae Sedis; P 


a 


a 
P 


d 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Prevotella salivae 


Prevotella shahii 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Leucobacter albus 


eae; Leucobacter. 


e; Gordonia. 
Microbacterium 
4 Microbacterium 
coccineae; 


e; Skermania. 


ivorii Bacteria; 
eptoniphilus. 


NR_026291.1 


Dactylosporangium 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 


Thermotoga lettingae 
55 Thermotoga lettingae TMO Bacteria; 


Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 
eae; 
ref 
ce 2955705 29571 
Actinomyce 


Skermania piniformis 
56 Skermania piniformis Bacteria; 
eae; 
ref 
30 Peptoniphilus 
ncer 
ref 


Peptoniphilus ivorii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Dactylosporangium. 
39662 Bacteria_16S 
strain DSM 7083 1 


3357087 3356980 1 
6S ribosomal RNA, partial sequence 3355696 33572 


105 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


39662 Bacteria_16S 
strain DSM 9537 1 
Fusobacteria; 
39662 Bacteria_16S 
strain ATCC 43185 
Bacteroidetes; 
39662 Bacteria_16S 
strain NCTC 10951 


Fusobacteriales; 


3392074 3391987 8 
6S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriaceae; Propio 
3393566 3393487 16 
16S ribosomal RNA, partial sequence 
Bacteroidia; 
3413396 3413289 1 
16S ribosomal RNA, partial sequence 


Bacteroidales; 


93 gi 


93 gi 
Bacteroidace 
105 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


39662 Bacteria_16S 
strain NCTC 11636 


3482362 3482279 1 
16S ribosomal RNA, partial sequence 


82 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


39662 Bacteria_16S 


Clostridia; 


3532410 3532328 14 
DSM 316 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridiaceae; 


95 gi 


219846679 


ococcineae 
219846651 


nigenium. 

219846650 
33921 
ae; Bacter 
219846636 
34120 
nomycineae 
219846588 
34809 
nomycineae 
219846555 


3531057 3532455 Sarci 


Sarcina. 


ref|NR_026271.1| Dermabacter hominis 
06 Dermabacter hominis Bacteria; 
; Dermabacteraceae; Dermabacter. 
ref|NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


ref|NR_026242.1| Bacteroides caccae 
91 3393612 Bacteroides caccae Bacteria; 
oides. 
ref|NR_026228.1| Actinomyces viscosus 
06 3413422 Actinomyces viscosus Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026180.1| Actinomyces howellii 
66 3482380 Actinomyces howellii Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026147.1| Sarcina maxima strain 
na maxima Bacteria; Firmicutes; 


3547884 3547805 16 93 


219846545 


39662 Bacteria_16S 
strain VPB 4875 1 
Bacteroidetes; 
39662 Bacteria_16S 
strain IndiB4 16S riboso: 
Firmicutes; Clostridia; 
39662 Bacteria_16S 

strain Milford 74 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

39662 Bacteria_16S 3563232 3563139 14 105 gi|219846534|ref|NR_026126.1 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 356324 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibr 
39662 Bacteria_16S 3719245 3719162 14 95 gi|219846424|ref|NR_026015.1 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 371934 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiob 
Halothiobacillus. 

39662 Bacteria_16S 3816804 3816721 14 95 gi| 219846352 |ref|NR_025943.1 


Bacteroidia; 
3552471 3552388 14 


Bacteroidales; 
95 

mal RNA, partial sequence 
Clostridiales; 
105 


Clostridiaceae; 
3558717 3558624 14 
16S ribosomal RNA, partial sequence 


gi 


6S ribosomal RNA, partial sequence 3546505 35479 
Porphyromonadaceae; 


Po 
gi|219846542 
3551089 35526 
Caloramato 
219846537 
35572 


gi 


hydrothermalis strain R3 16S ribosomal RNA, partial sequence 


hydrothermalis Bacteria; 
Halothiobacillus. 
39662 Bacteria_16S 
strain 7728-L6C 1 
Bacteroidetes; Bacteroid 
39662 Bacteria_16S 
strain ATCC 29147 


3866775 3866696 16 
6S ribosomal RNA, partial sequence 3865370 38668 
Porphyromonadaceae; 
3868302 3868223 16 
16S ribosomal RNA, partial sequence 


Proteobacteria; 
93 


ia; Bacteroidales; 


93 


Gammaproteobacteria; 


Chr 


gi| 219846318 
Po 
219846317 
38668 


gi 


Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Po 
39662 Bacteria_16S 4080618 4080535 14 95 gi|219846166 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 40807 


Tenericutes; Mollicutes; 
39662 Bacteria_16S 
strain Tab-4c 16S riboso 
Tenericutes; Mollicutes; 
39662 Bacteria_16S 
syrphidicola strain EA-1 
syrphidicola Bacteria; T 
39662 Bacteria_16S 
strain HYOS-1 16S riboso 
Tenericutes; Mollicutes; 
39662 Bacteria_16S 
strain TN-1 16S 
Tenericutes; Mollicutes; 
39662 Bacteria_16S 
strain TABS-2 16S riboso 
Tenericutes; Mollicutes; 
39662 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Mollicutes; 
39662 Bacteria_16S 
strain EC-1 16S ribosoma 
Tenericutes; Mollicutes; 


4138124 4138041 14 


4139690 4139607 14 


4142820 4142737 14 


4144386 4144303 14 


ribosomal RNA, 


4150638 4150555 14 


4155197 4155114 14 


ribosomal RNA, 


4156763 4156680 14 


Entomoplasmatales; 
95 

mal RNA, partial sequence 
Entomoplasmatales; 
95 


enericutes; Mollicutes; 
95 
mal RNA, partial sequence 
Entomoplasmatales; 
95 

partial sequence 
Entomoplasmatales; 
95 

mal RNA, partial sequence 
Entomoplasmatales; 
95 

partial sequence 
Entomoplasmatales; 
95 
1 RNA, partial sequence 


Spiroplasmataceae; 
Spiroplasmataceae; 
16S ribosomal RNA, partial sequence 

Entomoplasmatales 


Spiroplasmataceae; 


Spiroplasmataceae; 


Spiroplasmataceae; 


Spiroplasmataceae; 


Sp 
gi| 219846122 
4136739 41382 
Sp 


gi|219846121 


gi|219846119 
4141437 41429 

Sp 
gi|219846118 
4143001 41445 

Sp 
gi|219846114 
4149264 41507 

Sp 
gi|219846111 
4153813 41553 


gi|219846 
4155378 41 


ref|NR_026137.1 
87 Porphyromonas 
rphyromonas. 


ref |NR_026134.1 


r. 
ref |NR_026129.1 
98 3558733 Vibrio 


3815400 381690 
omatiales; Halot 


ref |NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025907.1 
93 3868368 Porphy: 
rphyromonas. 
ref|NR_025756.1 


iroplasma. 
ref|NR_025712.1 


iroplasma. 
ref|NR_025711.1 
138305 413982 
; Spiroplasmatac 
ref|NR_025709.1 


rs 


iroplasma. 
ref|NR_025708.1 


iroplasma. 
ref|NR_025704.1 


iroplasma. 
ref|NR_025701.1 


iroplasma. 
ref|NR_025700.1 


Porphyromonas cansulci 
cansulci Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Halothiobacillus 
3 Halothiobacillus 


hiobacillaceae; 


Porphyromonas macacae 
macacae Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


39662 Bacteria_16S 


Entomoplasmatales; 


4158328 4158245 14 


Spiroplasma 


taceae; 


95 gi 


219846109 


chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 


chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; 


iroplasma. 
ref|NR_025699.1| Spiroplasma 
4156944 4158458 Spiroplasma 
Spiroplasmataceae; Spiroplasma. 


39662 Bacteria_16S 34786 34728 23 80 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
39662 Bacteria_16S 45185 45099 21 105 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

39662 Bacteria_16S 124272 124190 1 81 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
39662 Bacteria_16S 151452 151371 14 95 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 154562 154496 14 79 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


strain V 5-2 16S 
Firmicutes; Clost 
39662 
strain EUH N 1304 
Bacteroidetes; Ba 
39662 
strain WPH 179 16 
Bacteroidetes; Ba 
39662 
strain Met-12 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


153188 15467 


450666 45216 


7 Oxobacter pfennigii Bacteria; 


ridia; Clostridiales; Clostridiaceae; Oxobacter. 

325275 325197 16 92 gi|265678844|ref|NR_029149.1| Prevotella disiens 
-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

328329 328251 16 92 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

452049 451967 15 95 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

39662 Bacteria_16S 476510 476451 35 95 gi|265678734|ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

39662 Bacteria_16S 615051 614969 15 95 gi|265678642|ref|NR_028947.1| Petrotoga olearia 
strain SL24 16S ribosomal RNA, partial sequence 613678 615152 Petrotoga olearia Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

39662 Bacteria_16S 681817 681735 14 95 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

39662 Bacteria_16S 683222 683140 14 95 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

39662 Bacteria_16S 684652 684570 14 95 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 730197 730119 16 92 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

39662 Bacteria_16S 759696 759614 14 95 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

39662 Bacteria_16S 995556 995474 14 95 gi|265678381|ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

39662 Bacteria_16S 1140943 1140861 15 95 gi|253680763|ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 

39662 Bacteria_16S 1224050 1223968 14 95 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

39662 Bacteria_16S 1336042 1335960 15 95 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 


strain SJ95 16S r 
Thermotogae; Ther 
39662 
antibioticus stra 
antibioticus Bact 
Lysobacter. 

39662 
subsp. elongata s 
elongata subsp. e 
Neisseria. 

39662 
halodurans strain 
Bacteria; Proteob 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1429825 1429751 14 86 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


1508564 1508482 14 95 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


1766946 1766872 14 86 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 


39662 
strain SL25 16S r 
Thermotogae; 


Bacteria_16S 


Thermotogales; 


1813940 1813858 15 95 gi 
ibosomal RNA, partial sequence 


Thermotogaceae; Petrotoga. 


1334683 13361 


224581439 
sequence 
ria; Xanth 


219846303 
mplete seq 
proteobact 


219878360 
ence 17655 
ales; Ecto 
219878327 


52 


ref 
omon 
ref 
uenc 
eria 
ref 
thio 


ref 
1812567 1814048 Petrotoga sibirica Bacteria; 


NR_027221.1 
1428427 142992 
adales; Xant 


NR_025893.1 
e 150715 
Neisserial 


’ 


NR_025499.1 
1767023 Alkali 
rhodospirace 


55 Petrotoga mobilis SJ95 Bacteria; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 


NR_025466.1 


Petrotoga sibirica 


39662 


limnaeus strain A26 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 


39662 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


39662 


strain CK58 16S r 
Firmicutes; 


39662 


strain B1953/27.1 
Proteobacteria; 


39662 


strain ATCC 51261 
Bacteroidetes; 


39662 


strain ICPB 3636 
Proteobacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


putrefaciens strain DSM 1291 16S ribosomal RNA, partial 
putrefaciens Bacteria; 


39662 


strain DSM 12769 
Proteobacteria; 


39662 


berrensis strain 
Bacteria; 


39662 


frigidicarnis str 
frigidicarnis Bac 


39662 


strain O 16S ribo 


39662 


strain I 16S ribo 


39662 


strain SEBR 4211 
Firmicutes; 


39662 


strain SWub3 16S 
Proteobacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


teria; 


Clostridia; 


desulfurans strain St55B 16S ribosomal RNA, partial sequence 
desulfurans Bacteria; 
Bacteria_16S 


39662 


1905394 1905312 14 


1932761 1932659 6 


in CCUG 36733 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


1973463 1973381 14 


ibosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
2045450 2045376 14 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
ref 
29 2073175 Prevo 
Prevotella. 
ref 
96 Simonsiella muelleri Bacteria; 
Simonsiella. 
ref 


2073107 2073029 16 


16S ribosomal RNA, partial sequence 
Bacteroidia; 


Bacteroidales; 
2266016 2265934 14 


16S ribosomal RNA, partial sequence 2264632 22660 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


2464597 2464515 14 


Firmicutes; 
2506869 2506795 14 


16S ribosomal RNA, partial sequence 2505486 25069 
Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
ref 
00 2508520 Thermohalobacter berrensis 
Thermohalobacter. 
ref 


2508390 2508308 14 


CTT3 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
2570139 2570057 14 


ain SPL77A 16S ribosomal RNA, partial 
Clostridia; 


Firmicutes; 
2577941 2577851 18 


somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


2579370 2579280 18 


somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


2616452 2616370 14 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Family XII. 


Clostridiales; 
2654617 2654551 21 


ribosomal RNA, partial sequence 


2704072 2703994 19 


Deinococcus-Thermus; 
2746096 2746006 18 


Al1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 
39662 
strain 10371 16S 
Bacteroidetes; 
39662 


Sulfurospirillum. 
39662 


Bacteria_16S 
arcachonense strain F1F6 16S ribosomal RNA, partial sequence 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; 


strain DSM 10020 
Firmicutes; 


39662 


Bacteria_16S 


Bacteria_16S 


Actinomycetales; Micrococcineae; Micrococcaceae; 
Bacteria_16S 


3145992 3145914 16 


ribosomal RNA, partial sequence 
Bacteroidia; 


Bacteroidales; 
3159855 3159761 14 


3232546 3232464 14 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridia; 


Clostridiales; 
3373858 3373776 14 


Clostridia; 


95 219878260 


19040 


gi 


105 219878240 


sequence 


gi 


95 gi| 219878213 


1972100 19735 


Clostridiaceae; Clostridium. 
86 gi| 219878165 |ref|NR_025304.1 
2044053 2045572 Lutei 


92 219878142 


20717 


gi 


Prevotellaceae; 


95 gi| 219857556 


95 219857407 
sequence 
Clostridiales; 


gi| 219857373 


gi 


86 


95 219857372 
25070 
Clostridiaceae; 
gi|219857288 
sequence 
Clostridiales; 


gi|219857283 


gi 


95 


105 


105 gi|219857282 


95 gi] 219857255 


86 gi|219857222|ref|NR_024850.1 
2653267 26546 
Azoarcus. 
95 gi|219857186|ref|NR_024814.1 
2702689 270407 
Deinococci; Thermales; Thermaceae; Oce 
105 gi|219857157|ref|NR_024785.1 


2744758 2746095 Rothia 
92 gi| 219846825 
3144616 31460 
Prevotellaceae; Prevotel 

105 gi| 219846816 


ref 
81 1905405 Thioa 
Chromatiaceae; 
ref 


Actinomycetales; 


ref 
91 Clostridium akagii Bacteria; 


Clostridiaceae; 


ref 
49 Alkalispirillum mobile Bacteria; 
Alkalispirillum. 


Clostridiaceae; 
ref 
lomonas iranensi 


ref 
lomonas persica 


ref 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; 


ref 
69 Prevotella pallens Bacteria; 


ref 


Campylobacterales; 


NR_025399.1 


NR_025379.1 
1931360 193276 


NR_025352.1 


NR_025281.1 


NR_025144.1 


NR_024995.1 
2463226 246471 


NR_024961.1 


NR_024960.1 


NR_024919.1 
2568768 257024 
cl 
NR_024914.1 


Cellulomonadac 
NR_024913.1 


Cellulomonadac 
NR_024886.1 


aeria Bacteria 
Rothia. 
NR_026417.1 


la. 
NR_026408.1 
158497 315992 


w 


lacunarum strain 


DSM 6640 16S ribosomal RNA, partial sequence 


lacunarum Bacteria; 
39662 


Bacteria_16S 


Firmicutes; 
3550936 3550854 14 


Clostridia; 


paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequenc 


paraputrificum Bacteria; 
Bacteria_16S 


39662 
strain NCTC 83785 
Bacteria; 
39662 


16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Neisseriales; 
Bacteria_16S 
strain ATCC 29800 16S ribosomal RNA, partial sequence 


Firmicutes; 
3628190 3628108 14 


3865253 3865171 16 


95 gi|219846766|ref|NR_026358.1 
56 Peptoniphilus 
Clostridiales Family XI. Incertae Sedis; P 
95 gi|219846668|ref|NR_026260.1 
3372496 337395 
Halanaerobiales; Halobacteroidaceae; 
95 gi| 219846543 |ref|NR_026135.1 
=} 354957 
Clostridia; Clostridiales; Clostridiaceae; C 
95 gi| 219846487 |ref|NR_026079.1 
complete sequence 3626780 3628323 Neisse 


Neisser 
219846319 


96 


gi 


ref 
3863852 3865319 Alistipes putredinis Bacteria; 


iaceae; Neisse 
NR_025909.1 


Thioalkalicoccus 


lkalicoccus limnaeus 
Thioalkalicoccus. 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Clostridium akagii 


Luteimonas mephitis 


monas mephitis Bacteria; 
Luteimonas. 


Prevotella enoeca 


tella enoeca Bacteria; 


Simonsiella muelleri 


Clostridium 
2 Clostridium 


Clostridium. 


Alkalispirillum mobile 


Thermohalobacter 


Clostridium 
8 Clostridium 
ostridium. 

Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Fusibacter paucivorans 


Fusibacter. 
Azoarcus communis 


16 Azoarcus communis Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Oceanithermus 
1 Oceanithermus 
anithermus. 

Rothia aeria strain 
; Actinobacteria; 


Prevotella pallens 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Clostridium 
2 3551038 Clostridium 
lostridium. 
Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 


Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 


Alistipes putredinis 


39662 Bacteria_16S 3875975 3875893 14 95 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

39662 Bacteria_16S 3889970 3889888 14 95 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

39662 Bacteria_16S 3891507 3891425 14 95 gi|219846301|ref|NR_025891.1| Kingella oralis strain 


UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteri 


a; Neisseriales; Neisseriaceae; Kingel 


3890099 3891585 Kinge 


la 


lla oralis Bacteria; Proteobacteria; 


39662 Bacteria_16S 13315 13225 i 104 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

39662 Bacteria_16S 39081 38988 14 105 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128  Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

39662 Bacteria_16S 168455 168362 14 105 gi|265678951|ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 


Gammaproteobacter 


39662 Bacteria_ 


strain 50 16S rib 
G 


Proteobacteria; 
39662 Bacteria_ 


398 16S ribosomal 
Gammaproteobacter 


39662 Bacteria_ 


leiognathi strain 
Proteob 


Bacteria; 
39662 Bacteria_ 


strain ATCC 15468 
G 
Bacteria_16S 
thermophilum stra 
thermophilum Bact 


Proteobacteria; 
39662 


39662 
strain KS 0043 16 
Proteobacteria; 
39662 
strain TF-27 16S 
Proteobacteria; 

39662 


australiensis Bac 
Quatrionicoccus. 
39662 


marinisedimentoru 
marinisedimentoru 


39662 


Bacteria_16S 


B 
Bacteria_16S 


G 


Bacteria_16S 
australiensis str 


Bacteria_16S 


Bacteria_16S 
luminescens subsp 


ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 171455 171362 14 105 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
16S 174473 174380 14 105 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
16S 177466 177373 14 105 gi 
Ll 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
16S 178975 178882 14 105 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
205094 205009 3 86 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
308590 308517 14 86 
S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
435176 435083 14 105 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
482570 482497 14 86 gi 
ain Ben 117 16S ribosomal RNA, partial 
teria; Proteobacteria; 


gi 


gi 


Betaproteobacte 


516250 516157 14 105 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
517813 517720 14 105 gi 
thracensis strain 39-8 16S ribosomal 


173054 174520 Vibri 


complete sequence 307188 30872 


265678949|ref|NR_029257.1| Vibrio mediterranei 
170036 171505 Vibrio mediterranei Bacteria; 
onaceae; Vibrio. 
265678947|ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 
rio. 
265678945 |ref|NR_029253.1| Photobacterium 
e 176048 177513 Photobacterium leiognathi 
les; Vibrionaceae; Photobacterium. 
265678944|ref|NR_029252.1| Aeromonas punctata 
177564 179023 Aeromonas punctata Bacteria; 
omonadaceae; Aeromonas. 
265678927 |ref|NR_029235.1| Dictyoglomus 
sequence 203662 205201 Dictyoglomus 
tyoglomaceae; Dictyoglomus. 
265678855 |ref|NR_029161.1| Comamonas testosteroni 
3 Comamonas testosteroni Bacteria; 
mamonadaceae; Comamonas. 
265678765|ref|NR_029070.1| Shewanella gaetbuli 
433793 435289 Shewanella gaetbuli Bacteria; 
hewanellaceae; Shewanella. 
265678730|ref|NR_029035.1| Quatrionicoccus 
sequence 481171 482647 Quatrionicoccus 
ria; Rhodocyclales; Rhodocyclaceae; 
265678708|ref|NR_029013.1| Reinekea 
partial sequence 514864 516365 Reinekea 
obacteria; Reinekea. 
265678707 |ref|NR_029012.1| Photorhabdus 
RNA, complete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 
39662 


oleivorans strain 
Proteob 
Bacteria_16S 


Bacteria; 
39662 
impatiens strain 
Bacteria; Proteob 


Saccharospirillum. 
Bacteria_16S 


39662 
strain 289 16S ri 
Proteobacteria; 
39662 
strain M11 16S ri 
Proteobacteria; 
39662 


Gammaproteobacter 
39662 
strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 

39662 
strain MV1075 16S 
Thermotogae; Ther 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


40M4T 16S ribosomal RNA, 


Bacteria_16S 


Bacteria_16S 


; Enterobacteriaceae; Photorhabdus. 


578767 578674 14 105 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
605779 605686 14 105 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


616613 616520 14 105 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
628743 628650 14 105 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
645590 645497 14 105 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
663516 663423 14 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


615203 61674 


627341 62884 


644174 645732 Vibri 


662137 66364 


265678667 
ence 57740 
irillales; 
265678648 
ence 60442 
irillales; 


265678641 


onaceae; V 
265678633 


Enterobac 
265678621 


265678607 


Enterobac 


671121 671040 16 95 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


gi 


ref|NR_028972.1| Thalassolituus 

5 578770 Thalassolituus oleivorans 
Thalassolituus. 

ref|NR_028953.1| Saccharospirillum 

0 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 
ref|NR_028946.1| Vibrio agarivorans 
4 Vibrio agarivorans Bacteria; 

ibrio. 

ref |NR_028938.1| Morganella morganii 


2 Morganella morganii Bacteria; 
teriaceae; Morganella. 
ref|NR_028926.1| Vibrio lentus strain 
o lentus Bacteria; Proteobacteria; 


ref|NR_028912.1 
7 Enterobacter 
teriaceae; Ente 


Enterobacter cloacae 
cloacae Bacteria; 
robacter; Enterobacter 


265678602 


ref|NR_028907.1| Marinitoga camini 


669757 671225 Marinitoga camini Bacteria; 


39662 
strain NVI 88/478 
Proteobacteria; 
39662 
strain XINach 16S 
Proteobacteria; 
39662 
VR1 16S ribosomal 
Gammaproteobacter 
39662 
Bacteria; Proteob 
39662 
strain 12993 16S 
Proteobacteria; 

39662 
strain CFBP 5236 
Proteobacteria; 

39662 
marinus subsp. pa 


G 


G 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
storis strain PCC 9511 16S ribosomal RNA, partia 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
814956 814863 14 105 gi 


acteria; Gammaproteobacteria; Thiotric 
819422 819329 14 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
845406 845313 14 105 gi 


ammaproteobacteria; Enterobacteriales; 
879946 879873 14 86 gi 


768965 770424 Vibri 


818049 81950 


16S ribosomal RNA, partial sequence 844000 84550 


265678503 
e 81355 
hales; Pis 
265678500 


Enterobac 
265678483 


Enterobac 
265678459 


o ruber Bacteri 


ref|NR_028806.1 
9 815058 Thioal 
ref|NR_028803.1 


teri 
ref 


aceae; 
NR_028786.1 


teriaceae; Samso 
ref |NR_028762.1 
1 sequence 


a; 


cirickettsiaceae; 


711646 711553 14 105 gi|265678575|ref|NR_028880.1| Moritella viscosa 
16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
722484 722391 14 105 gi|265678567|ref|NR_028871.1| Photorhabdus temperata 
ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
770347 770254 14 105 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 


Proteobacteria; 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
Kluyvera. 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 
39662 
xylanovorans stra 


Bacteria_16S 


Prochlorococcus. 
910591 910533 36 95 gi 
in HESP1 16S ribosomal RNA, partial se 


e; 


xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
39662 Bacteria_16S 943112 943039 14 86 gi| 265678417 
strain IMI 359870 16S ribosomal RNA, partial sequence 94171 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
39662 Bacteria_16S 950929 950856 14 86 gi| 265678412 
strain 133 16S ribosomal RNA, partial sequence 949535 95104 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
39662 Bacteria_16S 952488 952415 14 86 gi| 265678411 
strain 146 16S ribosomal RNA, partial sequence 951100 95259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
39662 Bacteria_16S 954039 953966 14 86 gi| 265678410 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkho 
Simplicispira. 

39662 Bacteria_16S 955599 955526 14 86 gi| 265678409 


strain LMG 4393 1 
Proteobacteria; B 
39662 
strain ATCC 33433 
Proteobacteria; G 
39662 


Bacteria_16S 


etaproteobacteria; Burkholderiales; Co 
1004710 1004617 14 105 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1065641 1065548 14 105 


6S ribosomal RNA, partial sequence 954207 95569 


265678438 
quence 


mamonadace 
265678375 

10033 

Enterobac 
265678334 


primoryensis stra 
primoryensis Bact 


39662 


strain KMM 1406 1 
Proteobacteria; 


Bacteria_16S 


Bacteria_16S 


eria; 


Proteobacteria; 
1067095 1067002 14 


105 


gi 
in KMM 3633 16S ribosomal RNA, partial 
Gammaproteobacte 
gi 
6S ribosomal RNA, partial sequence 1065751 10671 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


39662 Bacteria_16S 1112177 1112084 14 105 gi| 265678301 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 11122 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 
39662 Bacteria_16S 1136327 1136234 14 105 gi| 253680766 
strain YB1 16S ribosomal RNA, partial sequence 1134932 11363 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
39662 Bacteria_16S 1137865 1137759 1 105 gi| 253680765 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifs 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
39662 Bacteria_16S 1186284 1186191 14 105 gi| 228716090 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
39662 Bacteria_16S 1187795 1187702 14 105 gi|228716058 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
39662 Bacteria_16S 1189306 1189213 14 105 gi|228716012 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
39662 Bacteria_16S 1190817 1190724 14 105 gi| 228715942 
ATCC 43970 16S ribosomal RNA, partial sequence aL 


sequence 
ria; Ocean 
265678333 


ref |NR_028740.1 
909211 910743 
stridiaceae; Clo 
ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028714.1 


Acidovorax. 
NR_028713.1 


ae; 
ref 
ter. 


ae; Curvibac 


lderiales; 


ref|NR_028711.1 
7 Giesbergeria 
ae; Giesbergeri 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref |NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028602.1 


ref 


Moritella. 
NR_028014.1 


ae; 
ref 


ENerans 
ref 
onia 
eae; 
ref 


O°. 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_027546.1 


Enterobacteriac 
ref|NR_027545.1 


Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 


Clostridium 
Clostridium 
stridium. 
Comamonas terrigena 
nas terrigena Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 


Comamonadaceae; 


Giesbergeria sinuosa 


sinuosa Bacteria; 
a. 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Marinomonas 
0 Marinomonas 
rinomonas. 
Rheinheimera pacifica 


pacifica Bacteria; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


ref |NR_027543.1 


189433 1190893 Yersinia bercovieri ATCC 43970 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


39662 


Proteobacteria; 
39662 


Bacteria_1 
strain A431 16S ribosomal RNA, partial sequence 


6S 1258768 1258675 14 105 gi 


1278228 1278135 14 105 


219856813 
1257400 12588 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
219846127 


ganghwensis strai 
ganghwensis Bacte 


39662 


naphthalenivorans 


Bacteria_16S 


Bacteria_16S 


ria; 


Proteobacteria; 
1377034 1376961 14 


CJ2 Bacteria; Pro 
39662 
ulvae strain UL12 


Bacteria; 


Pseudoalteromonas. 


86 


gi 


gi 


n JC2041 16S ribosomal RNA, partial sequence 
Gammaproteobacteria 


CJ2 16S ribosomal RNA, partial sequence 


228717818 


ref|NR_024632.1 
Vibrio. 
ref|NR_025717.1 
1276861 127826 
; Alteromonadales; 
ref|NR_027567.1 


13756 


Colwelliaceae; 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Thalassomonas 
8 Thalassomonas 
Thalassomonas. 
Polaromonas 


65 1377116 Polaromonas naphthalenivorans 


Polaromonas. 


Bacteria_1 


6S 1403924 1403831 14 105 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


teobacteria; Betaproteobacteria; Burkholderiales 
219857444 


39662 


strain B-10-31 16 
Proteobacteria; 


39662 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


39662 


strain ATCC 29914 
Proteobacteria; 


39662 


strain LB37 16S r 
Fusobacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1412921 1412828 14 


1541924 1541841 1 


1553975 1553882 14 


1567324 1567236 8 


1608735 1608642 14 


Fusobacteriaceae; 


decolorationis strain S12 16S ribosomal RNA, partial sequ 
decolorationis Bacteria; 


Shewanella. 
39662 
strain IBS S6874 
Proteobacteria; 

39662 


39662 
CAIM 578 16S ribo 


39662 
strain KMM 241 16 
Proteobacteria; 
39662 


Proteobacteria; 
39662 


39662 


105 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
219857375 
n NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 15420 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 


82 


105 


ibosomal RNA, partial sequence 
Fusobacteriales; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


224581450 
1411537 14130 


Actinomycetales; 


219857220 


ref |NR_025032.1 


14026 


ref |NR_027234.1 


ref|NR_024963.1 
4 


Pseudono 


ref|NR_024848.1 


15525 


; Comamonadaceae; 


Pseudoalteromonas 


05 1403959 Pseudoalteromonas ulvae 
Pseudoalteromonadaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 
Algicola. 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Providencia stuartii 


80 1554073 Providencia stuartii Bacteria; 


Enterobacteriaceae; Providencia. 
95 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
1565947 1567431 Leptotrichia shahii Bacteria; 
Leptotrichia. 
105 gi|219878471|ref|NR_025610.1| Shewanella 


Bacteria_16S 


Bacteria_16S 
CAIM 629 16S ribo 


G 
Bacteria_16S 
strain RB-8 16S ribosomal RNA, partial sequence 


Proteobacteria; 


1646575 1646482 14 105 gi 


1658719 1658626 14 105 gi 


1699990 1699897 14 105 gi 


1701537 1701444 14 105 
S ribosomal RNA, partial sequence 


gi 


1738043 1737950 14 105 gi 


1792532 1792439 14 105 gi 


1861123 1861030 14 105 gi 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 


stellipolaris Bacteria; 


Alteromonas. 
39662 


Bacteria_16S 


Proteobacteria; 


1864171 1864078 14 105 gi 


israelensis strain Bal 16S ribosomal RNA, partial sequenc 


Bacteria; 
39662 
strain LMG 21857 
Proteobacteria; 

39662 


Proteobacteria; 
39662 


Proteobacteria; 
39662 
strain DSM 5000 1 
Proteobacteria; 
39662 
strain DSM 12358 
Proteobacteria; 

39662 


Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Oceanospir 
Bacteria_16S 


1870283 1870190 14 105 gi 


1929663 1929570 14 105 gi 


1931199 1931106 14 105 gi 


1989133 1989040 14 105 gi 


E 


1995320 1995227 14 105 gi 


E 


1996856 1996763 14 105 gi 


Gammaproteobacte 


219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
219878436 
somal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 219878408 
somal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 219878407 
1700153 17016 
ammaproteobacteria; Alteromonadales; Alt 
219878383 
1736673 17381 
Gammaproteobacteria; Oceanospirillales; 
Bacteria_16S 
R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 


fe) 
219878341 
1791138 1792572 Vibrio chagasii Bacte 


219878294 
Gammaproteobacter 
219878292 
219878288 
16S ribosomal RNA, partial sequence 1868909 18703 
Gammaproteobacteria; Alteromonadales; Alt 


Bacteria_16S 
strain 2674 16S ribosomal RNA, partial sequence 


219878242 
1928261 19297 
Gammaproteobacteria; Alteromonadales; Mor 
Bacteria_16S 
strain 2693 16S ribosomal RNA, partial sequence 


219878241 
1929813 19313 
Gammaproteobacteria; Alteromonadales; Mor 
Bacteria_16S 219878203 
6S ribosomal RNA, partial sequence 1987760 19892 
Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 219878199 
16S ribosomal RNA, partial sequence 1993927 19954 


Gammaproteobacteria; Enterobacteriales; 


ence 1607365 160881 
ria; Alteromonadales; Sh 
ref|NR_025585.1 


Aeromonas. 
ref|NR_025575.1 


ref|NR_025547.1 


ref|NR_025546.1 
eromonadaceae; Glaciecol 
ref|NR_025522.1 


leispira. 


ref |NR_025480.1 


ref |NR_025433.1 
sequence 1859752 186123 
ia; Alteromonadales; Alt 


ref|NR_025431.1 
e 1862771 1864302 Chromo 
illales; Halomonadaceae; 
ref|NR_025427.1 


eromonadaceae; Glaciecol 
ref|NR_025381.1 


Moritella. 
NR_025380.1 


itellaceae; 
ref 


Moritella. 
NR_025342.1 


itellaceae; 
ref 


nterobacteriaceae; Tatum 
ref |NR_025338.1 


nterobacteriaceae; Serra 


2 Shewanella 
ewanellaceae; 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Vibrio fortis strain 
a; Proteobacteria; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tla. 


219878198 


ref |NR_025337.1 


Rahnella aquatilis 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahnella. 


39662 Bacteria_16S 
strain DSM 30118 
Proteobacteria; 

39662 Bacteria_16S 
proteus strain 42 
Bacteria; 
39662 
carotovorum subsp. 


Bacteria_16S 


Enterobacteriales; 
39662 Bacteria_16S 
strain SW-47 16S 
Proteobacteria; 


39662 Bacteria_16S 


DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedec 
Enterobacteriaceae; 


Gammaproteobacteria; 
39662 Bacteria_16S 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 
Gammaproteobacteria; Alteromonadales; Shewanellac 


Proteobacteria; 


39662 Bacteria_16S 


Enterobacteriales; 


1998401 1998308 14 


2001474 2001381 14 


2028607 2028514 14 


2102047 2101954 14 


2121810 2121717 14 


2189941 2189848 14 


2239918 2239825 14 


105 


16S ribosomal RNA, partial sequence 1997016 19985 
Gammaproteobacteria; Enterobacteriales; 


105 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


105 


odoriferum strain LMG 17566 16S ribosomal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 


Enterobacteriaceae; Pectobacterium. 


105 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alt 


105 


105 


105 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; 


39662 Bacteria_16S 


2241429 2241336 14 


Gammaproteobacteria; Enterobacteriales; 


105 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; 
39662 Bacteria_16S 
strain ATCC 33638 
Bacteria; 


39662 Bacteria_16S 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; 


Yersinia. 
39662 Bacteria_16S 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
39662 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; 
39662 Bacteria_16S 
strain KF46F 16S 
Proteobacteria; 

39662 Bacteria_16S 
strain KCTC 12005 
Proteobacteria; 


39662 Bacteria_16S 


brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


brasilensis Bacteria; 
39662 Bacteria_16S 
strain ATCC49733 
Proteobacteria; 


39662 Bacteria_16S 
chloromethanicum 
chloromethanicum 
Hyphomicrobium. 
39662 Bacteria_16S 


strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 
Gammaproteobacteria; Alteromonadales; Shewanellac 


Proteobacteria; 
39662 Bacteria_16S 
strain CCUG 30811 
Bacteria; 


39662 Bacteria_16S 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


maricaloris Bacteria; 
Pseudoalteromonas. 
39662 Bacteria_16S 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 
- pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 


salmonicida subsp 
Aeromonadaceae; 
39662 


Bacteria_16S 


strain ATCC 33531 16S ribosomal RNA, partial sequence 


2242940 2242847 14 


2244451 2244358 14 
Proteobacteria; 
2291838 2291745 14 
Proteobacteria; 


2294903 2294810 14 


2305356 2305283 14 


2315998 2315925 14 


2317518 2317460 36 


Firmicutes; Bacillales; 


2364446 2364353 14 


2400774 2400681 14 


2443447 2443354 14 


2446526 2446433 14 


2448031 2447938 14 
Proteobacteria; 


2457165 2457092 14 


2463133 2463040 14 


Gammaproteobacteria; Enterobacteriales; 


105 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


105 


Gammaproteobacteria; 


105 


Gammaproteobacteria; 


105 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellac 


86 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


86 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


95 


105 


16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pasteurellac 


105 


strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


105 


105 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


105 


86 


105 


gi|219878197 


219878195 
20000 


gi 


gi|219878177 


gi|219878121 
2100672 21021 
gi| 219857654 
Cedec 


gi| 219857606 


gi|219857573 
2238534 22399 
Enterobac 
gi|219857572 
2240045 22415 
Enterobac 
219857571 
22415 


gi 


219857570 
partial s 


gi 


219857538 
sequence 
Alter 


gi 


gi|219857535 
2293525 22949 


gi| 219857526 
2303983 23054 


219857519 
23146 


gi 
gi|219857518 


P 


gi] 219857485 


219857460 
sequence 


gi 
R 


gi| 219857424 


219857422 

24451 
A 
219857421 


gi 


gi 


gi|219857413 


Gammap 


Alteromonadales; 


ref |NR_025336.1 


ref |NR_025334.1 


ref |NR_025316.1 


ref |NR_025260.1 


94 Yersinia 
teriaceae; 
ref|NR_025160.1 
05 Yersinia 
teriaceae; 
ref|NR_025159.1 


ref|NR_025158.1 
equence 224306 


omonadales; 


ref|NR_025123.1 


Shewanella. 
NR_025114.1 


eae; 
ref 


ae; 
ref 


Xenophilus. 
NR_025107.1 


ae; Comamonas. 
ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025073.1 


eae. 
ref|NR_025048.1 
2399427 240087 
hizobiales; Hyph 
ref|NR_025012.1 
eae; Shewanella. 
ref|NR_025010.1 
48 2446624 Alishe 
1lteromonadaceae; 
ref|NR_025009.1 
2446675 244812 
Pseud 
ref|NR_025001.1 
245578 
roteobacteria; 


gi|219857408 


ref|NR_024996.1 


Enterobacteriales; 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


Enterobacteriaceae; Proteus. 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; 


Obesumbacterium. 
Pectobacterium 


partial sequence 2027216 2028703 
Proteobacteria; Gammaproteobacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
eromonadaceae; 


Alteromonas. 
ref|NR_025243.1| Cedecea davisae strain 
ea davisae Bacteria; Proteobacteria; 
ea. 
ref|NR_025195.1| Shewanella fidelis 
57 Shewanella fidelis Bacteria; 
eae; Shewanella. 
ref|NR_025161.1| Yersinia rohdei strain 


rohdei Bacteria; 
Yersinia. 


Yersinia pestis strain 


pestis Bacteria; 
Yersinia. 


Yersinia kristensenii 


56 2243016 Yersinia kristensenii 
Enterobacteriaceae; 


Yersinia. 

Yersinia 
7 2244527 Yersinia 
Enterobacteriaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 


34 2316097 Comamonas koreensis Bacteria; 


Paenibacillus 
1 Paenibacillus 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Pseudoalteromonas 

4 Pseudoalteromonas 
oalteromonadaceae; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Raoultella planticola 


2461740 2463175 Raoultella planticola 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 


39662 Bacteria_16S 2600907 2600814 14 105 gi|219857268|ref|NR_024899.1| Mannheimia 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
39662 Bacteria_16S 2602461 2602368 14 105 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 2602563 Mannheimia ruminalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

39662 Bacteria_16S 2604015 2603922 14 105 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

39662 Bacteria_16S 2605569 2605476 14 105 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 
strain P925 16S ribosomal RNA, partial sequence 2604168 2605671 Mannheimia glucosida Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

39662 Bacteria_16S 2621112 2621019 14 105 gi|219857252|ref|NR_024883.1| Kluyvera georgiana 
strain ATCC 51603 16S ribosomal RNA, partial sequence 2619736 2621149 Kluyvera georgiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

39662 Bacteria_16S 2717489 2717396 14 105 gi|219857177|ref|NR_024805.1| Colwellia piezophila 


strain Y223G 16S 
Proteobacteria; 
39662 


39662 
strain VPI-C6-61 
Firmicutes; 
39662 


Bacteria; 
39662 
strain ATCC 12775 
Proteobacteria; 
39662 


39662 
strain JCM1240 16 
Proteobacteria; 
39662 
strain JCM1235 16 
Proteobacteria; 
39662 
strain JCM6051 16 
Proteobacteria; 
cloacae complex. 
39662 
strain BSB411 16S 
Proteobacteria; B 
39662 
dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 
39662 
CECT 4600 16S rib 
Proteobacteria; G 
39662 
strain DSM 20167 


39662 
strain ATCC 33530 
Bacteria; Teneric 
39662 
strain NS 16S rib 
Proteobacteria; G 
39662 
succiniciproducen 
succiniciproducen 
Anaerobiospirillu 
39662 
strain ATCC 15712 
Bacteria; Proteob 


G 
Bacteria_16S 
schlegeliana stra 
schlegeliana Bact 
Bacteria_16S 


Clost 
Bacteria_16S 
fermentans strain 
Firmicu 
Bacteria_16S 
G 
Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2735767 2735674 14 105 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2792613 2792566 45 92 gi 


ridia; Clostridiales; Lachnospiraceae; 
2842461 2842380 14 94 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2856383 2856290 14 105 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2935909 2935816 14 105 gi 


E 


2948107 2948014 14 105 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2949597 2949504 14 105 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2954084 2953991 14 105 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


E 


E 


E 


3014886 3014813 14 86 

ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3057435 3057342 14 105 gi 
train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


gi 
ma 


se 
ct 


3228061 3227968 14 

osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3401121 3401017 4 105 gi 


105 gi 


on 


oc 
3520224 3520143 16 95 gi 
16S ribosomal RNA, partial sequence 

utes; Mollicutes; Mycoplasmataceae; My 
3567704 3567611 14 105 gi 
osomal RNA, partial sequence 


co 


39662 
wasabiae strain S 


Bacteria_16S 


2716108 27175 
ol 
219857164 
qu 
ri 
219857122 
16S ribosomal RNA, partial sequence 2791299 27926 
Cc 
219856896 
ce 
na 
219856887 


219856833 
ar 
ba 
219856825 
2946729 29481 


219856824 
2948221 29496 


219856821 
2952708 29541 


219846914 
3013492 30150 


219846884 


219846769 
3226672 32281 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Bacteria_16S 219846563 


219846531 
3566301 35677 


welliace 
ence 
a; Alter 
oprococc 


28410 
erobiace 


28549 
nterobac 


tial seq 


cteria; 


nterobac 


nterobac 


nterobac 


monadace 


quence 
eria; Ae 


aceae; V 


35188 
plasma. 


occineae; 


81 Colwellia piezophila Bacteria; 
ae; Colwellia. 
ref|NR_024792.1] Shewanella 

2734399 2735838 Shewanella 
omonadales; Shewanellaceae; Shewanella. 
ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 
us. 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiu 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref |NR_024652.1 
uence 293453 


Halanaerobium 

erobium fermentans 

m. 

Pseudomonas flectens 
monas flectens Bacteria; 


Oceanospirillum 
1 2935988 Oceanospirillum 
Oceanospirillales; Oceanospirillum. 
ref|NR_024644.1| Serratia rubidaea 
70 Serratia rubidaea Bacteria; 
teriaceae; Serratia. 
ref|NR_024643.1| Enterobacter aerogenes 
58 Enterobacter aerogenes Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024640.1| Enterobacter asburiae 
29 Enterobacter asburiae Bacteria; 
teriaceae; Enterobacter; Enterobacter 


ref|NR_026506.1| Acidovorax defluvii 

17 Acidovorax defluvii Bacteria; 

ae; Acidovorax. 

ref |NR_026476.1 
3056079 305754 

romonadales; Suc 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


ref|NR_026361.1| Vibrio tapetis strain 
43 Vibrio tapetis Bacteria; 

ibrio. 
ref |NR_026237.1 
13 Arthrobacter 
3; Micrococcacea 
ref|NR_026155.1 
49 3520338 Mycopl 


Arthrobacter sulfureus 

sulfureus Bacteria; 

e; Arthrobacter. 
Mycoplasma genitalium 

asma genitalium 


ref|NR_026123.1| Vibrio diazotrophicus 
56 Vibrio diazotrophicus Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3634350 3634257 14 105 gi|219846483|ref|NR_026075.1| Anaerobiospirillum 
s strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 
s Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
m. 
s 3668038 3667945 14 105 gi|219846459|ref|NR_026050.1| Brenneria salicis 
16S ribosomal RNA, partial sequence 3666679 3668133 Brenneria salicis ATCC 15712 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 
3672558 3672465 14 105 gi|219846456|ref|NR_026047.1| Pectobacterium 
R91 16S ribosomal RNA, partial sequence 3671196 3672653 Pectobacterium wasabiae 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pectobacterium. 


39662 


Bacteria_16S 
betavasculorum strain ATCC 43762 16S ribosomal RNA, par 


3674066 3673973 14 105 gi 


219846455 
tial sequence 


ref 


betavasculorum Ba 
Pectobacterium. 


39662 


strain GIH 16S ri 
Tenericutes; Moll 


39662 


strain VIS 16S ri 
Tenericutes; Moll 


39662 


porcinus strain N 
Bacteria; 


39662 


putrefaciens stra 
putrefaciens Bact 


39662 


strain S51-W 16S 


39662 Bacteria_16S 3824476 3824383 14 105 gi| 219846347 |ref|NR_025938.1 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 382454 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; P 


Haemophilus. 


39662 


strain Q-1 16S ri 
Bacteroidetes; 


39662 


stercoraria strai 
stercoraria Bacte 


39662 


strain Gl 16S rib 


39662 


strain DSK1 16S r 


39662 


strain FR2 16S ri 


39662 


strain SW-120 16S 


39662 


strain TF-22T 16S 


39662 


HDS1-1 16S riboso 
Gammaproteobacter 


39662 


HT 2-1 16S riboso 
Gammaproteobacter 


39662 


strain YJS 16S ri 
Tenericutes; Moll 


39662 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


39662 


lampyridicola str 
lampyridicola Bac 


39662 


strain G3-29 16S 


39662 


strain F2R9 16S r 


39662 


strain 1502-91 16 
Bacteroidetes; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


Bacteroidia; 


bosomal 
icutes; 


in Gerl 
eria; 


ain PUP 
teria; 


Flavobacteria; 


Proteobacteria; 


3687727 3687638 8 


3689244 3689155 8 


3696756 3696663 14 


3775824 3775735 8 


3796986 3796893 14 


3863735 3863654 16 


3888433 3888360 14 


3914290 3914197 14 


3953249 3953156 14 


3963705 3963632 14 


4029142 4029049 14 


4045865 4045772 14 


4047397 4047304 14 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


4104622 4104529 14 


mal RNA, partial sequence 
ia; Vib 


4119784 4119695 8 


4124456 4124363 14 
Proteobacteria; 


4147516 4147435 16 


4187385 4187292 14 


4235829 4235736 14 


28584 


28492 16 


51307 51215 4 


alaskensis strain All 16S ribosomal RNA, 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


Gammaproteobacteria; 


95 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


95 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


105 


M319 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


95 


105 


ribosomal RNA, partial sequence 


95 


bosomal RNA, partial sequence 
Bacteroidales; 


86 


n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteria; 


105 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


105 


ibosomal RNA, partial sequence 


86 


bosomal RNA, partial sequence 


105 


ribosomal RNA, partial sequence 


105 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


105 


105 


95 


RNA, partial sequence 
Entomoplasmatales; 


105 


95 


Tenericutes; Mollicutes; 


105 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


105 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


105 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


95 


complete sequence 


Entomo 


Flavobacteriaceae; 


gi| 219846446 |ref 


Enterobacteriales; 


NR_026046.1 
367270 


NR_026037.1 


Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Mycoplasma yeatsii 


3686364 3687830 Mycoplasma yeatsii Bacteria; 


gi| 219846445 |ref 


NR_026036.1 


Mycoplasma cottewii 


3687881 3689347 Mycoplasma cottewii Bacteria; 


219846439 |ref 
3695371 3 


gi 


gi|219846380|ref 


in KS-1 16S ribosomal RNA, partial sequence 3 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; 


gi|219846366|ref 


Pasteurellaceae; 


Mycoplasma. 


NR_026030.1 
696836 Actino 


NR_025971.1 
774462 377592 


NR_025957.1 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Mycoplasma 
7 Mycoplasma 


Colwellia rossensis 


3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


gi|219846320|ref 


Colwellia. 


NR_025910.1 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Rikenella microfusus 


3862330 3863801 Rikenella microfusus Bacteria; 


Rikenellaceae; Rikenella. 


gi|219846304|ref 


gi| 219846285 |ref 


partial sequence 
Neisseriales; 


NR_025894.1 

388702 
Neisseria 
NR_025875.1 


Vitreoscilla 

4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Xenorhabdus poinarii 


3912908 3914383 Xenorhabdus poinarii Bacteria; 


gi| 219846257 |ref 


xenor 
NR_025847.1 


habdus. 
Moritella japonica 


3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


gi|219846250|ref 


Moritella. 
NR_025840.1 


Rhodoferax fermentans 


3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi|219846204|ref 


Rhodoferax. 
NR_025794.1 


Shewanella aquimarina 


4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


gi|219846190|ref 


Shewanella. 
NR_025780.1 


Alteromonas litorea 


4044490 4045945 Alteromonas litorea Bacteria; 


gi| 219846189 |ref 


gi|219846150|ref 


gi| 219846138 |ref 


NR_025779.1 


4045996 4047515 Vibrio ezurae Bacteria; 


NR_025740.1 


4103238 4104753 Vibrio gallicus Bacteria; 
rionales; Vibrionaceae; Vibrio. 


NR_025728.1 


Alteromonas. 


Vibrio ezurae strain 
Proteobacteria; 


Vibrio gallicus strain 
Proteobacteria; 


Mesoplasma syrphidae 


4118405 4119900 Mesoplasma syrphidae Bacteria; 


Entomoplasmataceae; Mesoplasma. 


gi|219846134|ref 


- 236/81 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846116|ref 


gi|219846085|ref 


Pasteurellales; 


NR_025724.1 


NR_025706.1 


NR_025675.1 


Volucribacter 


4123103 4124536 Volucribacter 
Pasteurellaceae; 


Spiroplasma 


-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
plasmatales; Spiroplasmataceae; 


Spiroplasma. 
Vibrio superstes 


4186000 4187486 Vibrio superstes Bacteria; 


gi| 219846045 |ref 


NR_025635.1 


Klebsiella variicola 


4234473 4235884 Klebsiella variicola Bacteria; 


gi| 265679045 |ref 


27210 28718 


265679030 
49907 


gi ref 


Enterobacteriaceae; 


51436 


NR_029353.1 


Klebsiella. 


Coenonia anatina 


Coenonia anatina Bacteria; 
Coenonia. 


NR_029338.1 


Desulfovibrio 


Desulfovibrio alaskensis 


39662 
strain ES2772 16S 
Bacteroidetes; Ba 
39662 Bacteria_16S 
strain SH 106 16S 
Planctomycetes; P 
39662 Bacteria_16S 
burtonensis strai 
burtonensis Bacteria; 
39662 Bacteria_16S 

abactoclasticum s 
abactoclasticum B 
39662 
F89 16S ribosomal 
Flavobacteria; Fl 
39662 Bacteria_16S 
atlanticus strain 
atlanticus Bacter 
39662 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; Sp 
39662 Bacteria_16S 
mesophilus strain 
Bacteria; Bactero 
39662 Bacteria_16S 
strain PIPN-2 16S 
Tenericutes; Moll 
39662 Bacteria_16S 
strain M39 16S ri 
Proteobacteria; G 
39662 Bacteria_16S 
aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 
39662 Bacteria_16S 
str. Twist 16S ri 
Bacteria; Actinob 
39662 Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


v 


acteria; 


n JCM 10188 16S 
ria; Actinobacteria; 
Collinsella. 


130240 130157 16 97 gi| 265678976 
ribosomal RNA, partial sequence 128870 13034 
cteroidia; Bacteroidales; Prevotellaceae; Prevot 
217418 217338 16 95 gi| 265678918 
ribosomal RNA, partial sequence 216053 21755 


lanctomycetacia; Planctomycetales; Pla 


264583 264491 16 


n ACAM 188 16S ribosomal RNA, partial 
Bacteroidetes; 


299365 299285 16 


train 6-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Anae 


425867 425775 16 105 gi| 265678771 
RNA, partial sequence 424476 425990 Formo 
avobacteriales; Flavobacteriaceae; Formosa. 
444399 444307 16 105 gi| 265678759 
HTCC2559 16S ribosomal RNA, partial sequence 
ia; Bacteroidetes; Flavobacteria; Flavobacterial 
571311 571219 16 105 gi| 265678672 
ribosomal RNA, partial sequence 569932 57142 
hingobacteria; Sphingobacteriales; Sphingobacter 
602730 602638 16 105 gi| 265678651 
2SM29 16S ribosomal RNA, partial sequence 60134 
idetes; Flavobacteria; Flavobacteriales; Flavoba 
737764 737672 16 105 gi| 265678556 


ribosomal RNA, partial sequence 


icutes; Entomoplasmatales; Entomoplasmataceae; E 
788841 788766 14 86 gi| 265678520 
bosomal RNA, partial sequence 787469 78896 


ammaproteobacteria; Thiotrichales; Pis 


1110620 1110536 14 


1317602 1317510 16 


bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1911248 1911168 4 


Flavobacteria; 


ribosomal RNA, partial 
Coriobacteridae; 


nctomyceta 
265678884 
sequence 

Flavobacteria 
gi| 265678861 
equence 

roplasmata 


105 gi 


95 


736380 73789 


ciricketts 

265678302 
sequence 

Coriobacte 


97 gi 


105 gi|228715851 
1316224 13177 
ales; Micr 
219878256 


82 gi 


ref|NR_029284.1 


ella 
ref 


NR_029226.1 


les; 
ref 
saa 


NR_029076.1 
lgae Bacteri 


ref |NR_029064.1 

443005 444493 
es; Flavobacteri 
ref |NR_028977.1 


iaceae; Pedobact 
ref|NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref|NR_028860.1 
7 Entomoplasma 
ntomoplasma. 
ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref|NR_028604.1 
1109258 111072 
riales; Coriobac 
ref|NR_027540.1 
ococcineae; Trop 
ref |NR_025395.1 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 


ia 


1 sequence 1909867 191128 


e; Actinom 


39662 
scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 
39662 Bacteria_16S 
strain ATCC 35585 
Firmicutes; Clost 
39662 Bacteria_16S 
strain 105 16S ri 
Tenericutes; Moll 
39662 Bacteria_16S 
strain 383 16S ri 
Tenericutes; Moll 
39662 Bacteria_16S 
strain H/T1 16S r 
Tenericutes; Moll 
39662 Bacteria_16S 
strain PG13 16S r 
Tenericutes; Moll 
39662 Bacteria_16S 
strain M432/72 16 
Tenericutes; Moll 
39662 Bacteria_16S 
strain 1219 16S r 
Tenericutes; Moll 
39662 Bacteria_16S 
strain VP-5 16S r 


Bacteria_16S 


eria; 


39662 Bacteria_16S 


strain ACAM 81 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; 


ridia; 


Flavobacteria; 


1921956 1921876 16 


in LMG 13028 16S ribosomal RNA, partia 
Flavobacteria; 


Bacteroidetes; 


2060882 2060815 14 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


Clostridiales; 
2279801 2279717 14 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2479649 2479565 14 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2481158 2481074 14 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2487210 2487126 14 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2490236 2490152 14 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2491747 2491663 14 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2539905 2539833 24 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


2633201 2633109 16 


94 219878247 
1 sequence 


avobacteri 


gi 
Fl 


80 219878150 


20595 


gi 


Eu 
gi| 219857547 
2278443 22799 


96 


96 gi| 219857397 


2478295 24797 
96 gi| 219857396 
2479798 24812 
96 gi| 219857392 
2485849 24873 
96 gi| 219857390 
2488881 24903 
96 gi| 219857389 
2490394 24918 
95 gi] 219857351 
2538597 25399 
yphomonada 


bacterium. 


ycetales; Actino 


ref|NR_025386.1 
1920604 192206 
ales; Flavobacte 


’ 


ref |NR_025289.1 
20 2060972 Eubact 


ref|NR_025135.1 


ref |NR_024985.1 


ref|NR_024984.1 


ref|NR_024980.1 


ref |NR_024978.1 


ref|NR_024977.1 


ref|NR_024939.1 


; Hyphomonas 


105 gi|219857237 


Flavobacteriaceae 


Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 
ref|NR_029190.1| Psychroserpens 

263191 264674 Psychroserpens 
les; Flavobacteriaceae; Psychroserpens. 
ref|NR_029167.1| Anaeroplasma 

298000 299445 Anaeroplasma 


Anaeroplasmataceae; Anaeroplasma. 


Formosa algae strain 
a; Bacteroidetes; 


Croceibacter 
Croceibacter 

aceae; Croceibacter. 
Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 

Gelidibacter 

bacter mesophilus 
dibacter. 

Entomoplasma lucivorax 


lucivorax Bacteria; 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Collinsella 

0 Collinsella 

terineae; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Actinomyces 
2 Actinomyces 
mycineae; 


Chryseobacterium 
1 Chryseobacterium 


riaceae; 


Eubacterium sulci 
erium sulci Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
ceae 


ref |NR_024865.1 


Flavobacterium 


’ 


Flavobacterium xanthum 


2631843 2633296 Flavobacterium xanthum Bacteria; 


39662 Bacteria_16S 
hydrogeniphila st 
hydrogeniphila Ba 
39662 Bacteria_16S 
strain IFO 16295 


39662 Bacteria_16S 
cylindrosporum st 
cylindrosporum Bacteria; 
39662 Bacteria_16S 
strain M663-98-1 
Firmicutes; Bacil 
39662 Bacteria_16S 
strain LLAP12 16S 
Bacteria; Proteob 
39662 Bacteria_16S 
strain DSM 4132 1 
Firmicutes; Clost 
39662 Bacteria_16S 
carbinolicum stra 
carbinolicum Bacteria; 
39662 Bacteria_16S 

wieringae strain 
wieringae Bacteria; 
39662 Bacteria_16S 
strain DSM 1030 1 
Firmicutes; Clost 
39662 Bacteria_16S 
vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 
39662 Bacteria_16S 
strain B422 16S r 
Bacteroidetes; Ba 
39662 Bacteria_16S 
strain C8ST5 16S 
Bacteroidetes; Fl 
39662 Bacteria_16S 
strain KMM 6029 1 
Bacteroidetes; Fl 
39662 Bacteria_16S 
strain KMM 6034 1 
Bacteroidetes; Flavobact 
39662 Bacteria_16S 
strain KMM 3944 1 


ridia; 


ridia; 


eria; 


Firmicutes; 

3285515 3285427 8 
6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


Proteobacteria; 


avobacteria; 


avobacteria; 


2728217 2728133 15 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2771438 2771354 1 
16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
3034536 3034464 8 
rain HC-1 16S ribosomal RNA, partial s 
Clostridia; 


Firmicutes; 


3067941 3067891 45 
16S ribosomal RNA, partial sequence 3066573 30679 
lales; Bacillales Family XI. 
3267291 3267222 36 
ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3280947 3280859 8 
6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


Clostridiales; 


3282466 3282378 8 
in DSM 2925 16S ribosomal RNA, partial 
Firmicutes; 
3283990 3283902 8 
DSM 1911 16S ribosomal RNA, partial se 
Clostridial 


Clostridia; 


Clostridiales; 


3314435 3314343 4 
in G3 100 16S ribosomal RNA, partial s 
Deltaproteobacte 


3573726 3573648 16 
ibosomal RNA, partial sequence 
cteroidia; 
3702773 3702681 16 
ribosomal RNA, partial sequence 
Flavobacteriales; 

3982620 3982528 16 
6S ribosomal RNA, partial sequence 3981260 39826 
Flavobacteriales; 
3990045 3989953 16 
6S ribosomal RNA, partial sequence 3988683 39901 
Flavobacteriales; 
4014020 4013928 16 
6S ribosomal RNA, partial sequence 4012648 40140 


Bacteroidales; 


eria; 


Clostridia; 


o7 gi 


82 gi 


219857169 
quence 
en 
219857137 


othermac 


ref 
2 


ref 


eae; 


NR_024797.1 
726822 27283 
Persephone 
NR_024765.1 


2 
1 


Persephonella 
8 Persephonella 
la. 
Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


nebacterineae; Nocardiaceae; Rhodococcus. 
79 gi|219846900|ref|NR_026492.1| Clostridium 
equence 3033166 3034644 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
95 gi|219846877|ref|NR_026469.1| Gemella palaticanis 
47 Gemella palaticanis Bacteria; 
Incertae Sedis; Gemella. 
105 gi| 219846743 |ref|NR_026335.1| Legionella drancourtii 
3265947 3267294 Legionella drancourtii LLAP12 
lales; Legionellaceae; Legionella. 
95 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 


95 gi 


95 gi 
95 gi 


95 gi 


92 gi 


Prevotellace 


105 gi 


105 gi 
105 gi 


105 gi 


Clostrid 


Flavoba 


Flavoba 


Ac 
219846733 
sequence 
iales; 
219846732 
quence 
es; 
219846731 


Ac 
219846711 
equence 

ria; 


219846527 


3572354 35738 
Prevot 


ae; 


219846435 


3701387 37028 
Flavoba 


ct 
219846237 


ct 
219846232 


ct 
219846214 


etobacte 


Eub 


Eubact 


etobacte 


Desul 


eriaceae; 


eriaceae; 


eriaceae 


ref 


ref 


3 


ref 


ref 
3 


ref 


ref 


v 
ref 


v 
ref 


, 
ref 


acte 


eria 


fovi 


64 Gelidibacter 
Ge 


NR_026325.1 


3281102 328257 
riaceae; Ace 


NR_026324.1 
282621 32840 
ceae; Aceto 
NR_026323.1 


NR_026303.1 
313036 33145 
brionales; 


NR_026119.1 


NR_026026.1 


lidibacter. 
NR_025827.1 


zionia. 
NR_025822.1 


llisia. 
NR_025804.1 


9 
b 


3 
D 


51 Acetobacterium malicum Bacteria; 
rium. 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 
rium. 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 
ella. 


Gelidibacter algens 
algens Bacteria; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 
Bi 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 
Gi 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

39662 Bacteria_16S 4015500 4015408 16 105 gi|219846213|ref|NR_025803.1| Winodgradskyella 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
39662 Bacteria_16S 4016979 4016887 16 105 gi|219846212|ref|NR_025802.1| Winogradskyella 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Winogradskyella. 

39662 Bacteria_16S 4107711 4107619 4 95 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 


strain PS-1 16S r 
Tenericutes; Mollicutes; 
39662 Bacteria_16S 


ibosoma 


strain KMM 3902 1 


6S ribo 


1 RNA, partial sequence 
Acholeplasmatales; Acholeplasmat 
4163005 4162913 16 


105 gi 


4106362 41078 


aceae; 
219846106 


ref 


18 Acholeplasma 
Achol 


eplasma. 
NR_025696.1 


somal RNA, partial sequence 4161641 41630 


pleciae Bacteria; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 
39662 Bacteria_16S 4185826 4185734 16 105 gi| 219846086 |ref|NR_025676.1 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
39662 Bacteria_16S 11741 11646 1 95 gi|265679056|ref|NR_029364.1 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

39662 Bacteria_16S 183487 183400 9 95 gi| 265678941 |ref|NR_029249.1 
strain 6VI 16S ribosomal RNA, partial sequence 182124 18361 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 296429 296346 14 95 gi| 265678863 |ref|NR_029169.1 


Entomoplasma luminosum 
luminosum Bacteria; 


Desulfovibrio 
Desulfovibrio 


Desulfovibrionaceae; 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Helicobacter mustelae 


strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


39662 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, parti 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedimentibacter. 


Sedis; 
39662 


Bacteria_16S 


Bacteria_16S 


329865 329798 14 


441349 441262 8 


80 gi 


93 gi 


strain PUPA-2 16S 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 


39662 Bacteria_16S 484077 483994 14 95 gi| 265678729 |ref|NR_029034.1 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
39662 Bacteria_16S 537683 537600 14 95 gi|265678694|ref|NR_028999.1 


strain CR 16S rib 
Proteobacteria; 


39662 


hydrogeniphilus s 
hydrogeniphilus B 


39662 


strain NGA 16S ri 
Synergistetes; 


39662 


strain 6111 16S r 
Proteobacteria; 


39662 


strain LA1 16S ri 
Bacteroidetes; 


39662 


strain BARC318 16 
Tenericutes; Moll 


39662 


strain QSSC1-22 1 
Bacteroidetes; 


39662 


pametensis strain 
pametensis Bacter 
Helicobacter. 


39662 


peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 


39662 


DSM 12563 16S rib 
Bacteria; 


39662 


strain Se-3111 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


39662 


strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 14190 


Firmicutes; Clostridiales Family XI. 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


S ribosomal RNA, 
icutes; 


6S ribo 
Flavobacteria; 


BIA Se 
ia; 


11002 
11002 


Clostridia; 


osomal RNA, partial sequence 
Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


621118 621035 14 


Entomoplasmatales; 
1125877 1125798 16 


1128800 1128717 14 


1172734 1172651 14 


Bacteria; 


1178775 1178684 15 


osomal RNA, partial sequence 
Spirochaetes; 


1222537 1222430 1 


1419010 1418943 14 


Clostridiales; 
1472361 1472320 45 


95 gi 


train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteobacteria; 


Gammaproteobacteria; Chromatiales; Chromatiaceae; 


complete sequence 981620 98314 
Entomoplasmataceae; 


93 gi 


somal RNA, partial sequence 1124514 11259 
Flavobacteriales; 


95 gi 


ymour 16S ribosomal RNA, partia 
Proteobacteria; Epsilonproteobacteria; 


95 gi 


16S ribosomal RNA, partial sequence 11713 
Synergistetes; 


104 gi 


11 


Spirochaetales; Brachyspiraceae; 


105 gi 


80 gi 


86 gi 


Cryomorphaceae; 


Synergistia; 


1221167 12226 


piechaudii strain 
piechaudii Bacter 


EY3860 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 


39662 


Bacteria_16S 


1718300 1718221 16 


93 gi 


strain DSM 12145 
Bacteroidetes; 
39662 
saalensis strain 
Bacteria; 
Sedimentibacter. 
39662 


39662 
strain MIT 97-507 
Proteobacteria; 
39662 
canadensis strain 


Helicobacter. 
39662 


Bacteria; 


Sphingobacteria; 
Bacteria_16S 


Firmicutes; 


Bacteria_16S 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 

lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 
Bacteria_16S 


Bacteria_16S 
marinus strain srl2 16S ribosomal RNA, partial sequence 
Synergistetes; 


16S ribosomal RNA, partial sequence 1716916 17183 
Sphingobacteriales; 


1768428 1768361 14 


ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 


2203562 2203479 14 


2293382 2293299 14 


5c 16S ribosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterales; 
Bacteria_16S 
NLEP-16143 16S ribosomal RNA, partial 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


2332616 2332533 14 


2352172 2352089 14 


Synergistia; 


Synergistales; 


80 gi 


95 gi 


95 gi 


95 gi 


95 gi 


Sphingobacter 


Clostridiales Fa 


265678841 


265678761 


439970 44147 


536318 53780 


265678638 


E 
224581403 


253680771 


228719312 


228718030 
77428 11788 


219878356 


224581446 


I 
224581405 


219878396 


219878359 
17670 


219857597 


219857536 
22920 
Helicob 
219857508 
sequence 
Campy 


219857493 


al sequenc 


1 sequence 


Cc 


1 sequence 
Campy 


677295 677212 14 95 gi| 265678598 |ref|NR_028903.1 
bosomal RNA, partial sequence 675861 677456 Anaerobaculum 
Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 
699931 699890 45 86 gi| 265678583 |ref|NR_028888.1 
ibosomal RNA, partial sequence 698584 69993 


745356 745277 16 93 gi|265678550|ref|NR_028854.1 
bosomal RNA, partial sequence 744001 745418 Psychroflexus 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 
983011 982928 14 95 gi| 265678389 |ref|NR_028691.1 


ref 


ref 
1 


ref 


ref 


ref 


ref 
ncer 
ref 
ref 


iace 
ref 


mily 
ref 


e; M 
ref 


acte 
ref 


loba 


ref 


2 Caminibacter 


1 Entomoplasma 
ntomoplasma. 


127427 11289 


lobacterales; 


45 1172849 Dethio 
Synergi 


1471041 14723 
Burkholderia 


74 1768507 Sedime 


2202199 22036 


20 2293474 Helico 


2331268 23327 


Nautiliales; Nautiliaceae; 


NR_027184.1 


NR_028019.1 
0 


NR_027582.1 


stales; Syne 


NR_027570.1 


NR_025495.1 


NR_027228.1 


tae Sedis; H 
NR_027186.1 
6 
les; Alcalig 
NR_025535.1 


ae; Pedobact 
NR_025498.1 
XI. Incerta 
NR_025185.1 
6 


ycoplasma. 
NR_025124.1 


raceae; Heli 
NR_025096.1 
2 


cterales; He 


ref|NR_029146.1| Sedimentibacter 

e 328486 329942 Sedimentibacter 
Clostridiales Family XI. Incertae 
ref|NR_029066.1| Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Dethiosulfovibrio 
Dethiosulfovibrio 
Dethiosulfovibrio. 
Caminibacter profundus 


profundus Bacteria; 


Caminibacter. 
ref |NR_028943.1| Caminibacter 
619766 621178 Caminibacter 


Caminibacter. 
Anaerobaculum mobile 
mobile Bacteria; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 
Thiocystis. 


Psychroflexus tropicus 
tropicus Bacteria; 


Entomoplasma freundtii 


freundtii Bacteria; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 
ryomorpha. 


Helicobacter 
7 Helicobacter 


Helicobacteraceae; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 
Brachyspira. 


Salana multivorans 


13 Salana multivorans Bacteria; 
Beutenbergiace 


ae; Salana. 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Achromobacter 

1 Achromobacter 
enaceae; Achromobacter. 
Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 

Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Mycoplasma 
9 Mycoplasma 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 

4 Helicobacter 
licobacteraceae; 


Dethiosulfovibrio 


NR_025081.1 


2350796 2352265 Dethiosulfovibrio marinus 
Synergistaceae; Dethiosulfovibrio. 


39662 
39662 
strain DC333 16S 


39662 


39662 


Salegentibacter. 
39662 


39662 


Helicobacter. 
39662 
thailandense DSM 


39662 
39662 
termitidis strain 
Desulfovibrio. 
39662 
strain CIP 103259 


39662 


39662 
Bacteria; 


39662 


39662 
congolense strain 


congolense Bacteria; 
Bacteria_16S 
strain SL1 16S ribosomal RNA, partial sequence 
Thermotogales; 


39662 
Thermotogae; 
39662 
39662 
salegens Bacteria; 
39662 
strain ATCC 29543 


Bacteria; 
39662 


39662 


39662 


Bacteroidetes; 
39662 


39662 


Bacteria_16S 
strain 3T 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


Bacteria_16S 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 
nitritogenes Bacteria; 
Bacteria_16S 

bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Bacteria_16S 


Bacteria_16S 


2478177 2478094 14 


2482668 2482585 14 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 
strain CH20247 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial 
holothuriorum Bacteria; 


2488723 2488640 14 


2692062 2691983 16 
Bacteroidetes; 
2887303 2887220 14 


Firmicutes; 
3212900 3212817 14 


3343284 33432011 


43158 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Dactylosporangium. 
Bacteria_16S 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
Bacteria_16S 
DSM 5308 16S ribosomal RNA, partial sequence 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; 


3352443 33523361 


3379994 3379899 1 


3414853 34147505 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Ac 
Bacteria_16S 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 
thermopalmarium Bacteria; 
Bacteria_16S 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 


3584247 3584184 18 
Firmicutes; 
3635876 3635793 14 


3648065 3647982 14 


3677147 3677065 14 


Clostridia; 


Clostridia; 


95 gi| 219857398 |ref 


95 gi|219857395|ref 


95 gi| 219857391 |ref 


93 219857195 


sequence 


gi ref 


Flavobacteria; Flavobacteriales; 


95 gi| 219856865 |ref 


Clostridiales; 


95 gi|219846780|ref 


82 gi|219846689|ref 


105 gi| 219846683 |ref 


95 gi|219846663 


Desulfovibr 


105 gi|219846635|ref 


80 gi| 219846520 
Clos 
ref 


Clostridiales; 


95 gi| 219846482 


95 gi| 219846473 |ref 


Helicobacte 


94 gi| 219846453 |ref 


2690706 269211 
Flavobacteriaceae; 


2885932 288740 
Eubacteriaceae; 


sequence 3211554 321297 
Campylobacterales; 


3341903 3343371 Dactyl 
Micromonosporineae; 


3378593 338009 


3413473 3414913 Actino 


3582883 358438 


3634529 3635951 Helico 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
Bacteria_16S 
strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Bacteria_16S 


3646715 3648155 Helicobacter 


NR_024986.1 


NR_024983.1 


NR_024979.1 


NR_024823.1 


NR_024684.1 


NR_026372.1 


NR_026281.1 


NR_026275.1 


NR_026255.1 
ionales; Des 


NR_026227.1 


tinomycetace 
NR_026112.1 


tridiaceae; 
NR_026074.1 


elicobactera 
NR_026065.1 


raceae; Heli 
NR_026044.1 


SEBR 4224 16S ribosomal RNA, partial 


sequence 


3675717 367724 


Bacteria_16S 
strain Hh-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Bacteria_16S 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
Bacteria_16S 


Flavobacteria; 
Bacteria_16S 
mishustinae strain KMM 6049 16S ribosomal RNA, partial 
mishustinae Bacteria; 
Bacteria_16S 
strain R22 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Firmicutes; Clostridia; 
3778979 3778900 16 


Thermotogaceae; 
3802988 3802905 14 


3815246 3815167 16 


3818327 3818244 14 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
Bacteria_16S 
strain ST1l 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Bacteria_16S 
strain CS1 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Bacteria_16S 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 39871 
Flavobacteriales; 


3822913 3822830 14 


3827495 3827412 14 


3987090 3987011 16 


3993032 3992953 16 


Bacteroidetes; 
4010993 4010921 16 


Flavobacteria; 


Flavobacteria; 


Halanaerobiales; Halanae 
93 gi|219846378|ref 


Thermotoga. 


95 gi| 219846361 |ref 


Helicobacteraceae; Heli 

93 gi|219846353|ref|NR_025944.1 
3813879 381534 

Flavobacteriales; Flavobacteriac 

95 gi|219846351|ref|NR_025942.1 


95 gi|219846348|ref 
Helicobacte 


95 gi|219846345|ref 
Helicobacte 


93 gi|219846234|ref 

Flavobacteriaceae; 
gi|219846230 

sequence 


Flavobacteriales; 


Gr 


93 ref 


3801626 3803095 Helicobacter 


3816954 3818434 Woline 


3821543 3823020 Helicobacter 


3826129 3827602 Helicobacter 


3991660 399309 


robiaceae; H 
NR_025969.1 


NR_025952.1 


elicobactera 
NR_025939.1 


raceae; Heli 
NR_025935.1 


raceae; Heli 
NR_025824.1 


amella. 
NR_025820.1 


Flavobacter 


86 gi|219846216|ref 


Idiomarinaceae; 


Mycoplasma indiense 


2476824 2478244 Mycoplasma indiense Bacteria; 


Mycoplasma faucium 


2481316 2482774 Mycoplasma faucium Bacteria; 


Mycoplasma buccale 


2487368 2488830 Mycoplasma buccale Bacteria; 


Salegentibacter 
7 Salegentibacter 


Eubacterium 
8 Eubacterium 


Eubacterium. 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Clostridium 

5 Clostridium 
Clostridium. 
Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 

Halanaerobium 

4 Halanaerobium 
alanaerobium. 
Thermotoga subterranea 


3777587 3779067 Thermotoga subterranea Bacteria; 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Salegentibacter 

9 Salegentibacter 

eae; Salegentibacter. 
Wolinella succinogenes 
lla succinogenes 

ceae; Wolinella. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Gramella echinicola 


55 Gramella echinicola Bacteria; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 


NR_025806.1 


Idiomarina. 


Idiomarina ramblicola 


4009610 4011068 Idiomarina ramblicola Bacteria; 


39662 Bacteria_16S 4072928 4072861 14 


80 gi 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial 


saccharolytica Bacteria; 
Soehngenia. 
39662 Bacteria_16S 


Firmicutes; 


4136558 4136475 14 


velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


velocicrescens Bacteria; 
39662 Bacteria_16S 4149083 4149004 14 
strain M55 16S ribosomal 
Tenericutes; Mollicutes; 
39662 Bacteria_16S 
strain CUAS-1 16S 
Tenericutes; Mollicutes; 
39662 Bacteria_16S 4159894 4159811 14 
strain CCH 16S ribosomal 
Tenericutes; Mollicutes; 
39662 Bacteria_16S 


4153632 4153549 14 


4188904 4188813 15 


strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 41889 
Spirochaetales; Brachyspiraceae; Brachyspira. 


Spirochaetes; 
39662 Bacteria_16S 
strain R18165 16S 


4238860 4238777 1 
ribosomal RNA, 
39662 Bacteria_16S 14855 14773 14 
subsp. tularensis 
subsp. tularensis 
Francisella. 


39662 Bacteria_16S 


Bacteria; 


156128 156046 14 


formicaceticum strain Al 16S ribosomal RNA, partial sequence 
Clostridia; 


formicaceticum Bacteria; 
39662 Bacteria_16S 


Firmicutes; 
180453 180371 14 


thermophilus Bacteria; 
Methylococcus. 


Proteobacteria; 


Clostridia; 


RNA, partial sequence 
Entomoplasmatales; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


RNA, partial sequence 
Entomoplasmatales; Spiroplasmataceae; 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Proteobacteria; 


95 gi 


91 gi 


41 


Spiroplasmataceae; 


95 gi 


41 


Spiroplasmataceae; 


95 gi 


41 


104 gi 


82 gi 


42 


95 gi 


strain B-38 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


95 gi 


95 gi 


219846171 
sequence 


219846123 


219846115 


219846112 


219846108 


219846084 


219846043 


265679054 


265678959 


265678943 


ref 
4071551 40730 
Clostridiales; Clostridiales Family XI. 


ref 


rs 


Entomoplasmatales; 
ref 
47699 4149213 Spiroplasma insolitum Bacteria; 
Spiroplasma. 
ref 
52247 4153762 Spiroplasma diminutum Bacteria; 
Spiroplasma. 
ref 
58509 4160024 Spiroplasma chinense Bacteria; 
Spiroplasma. 
ref 
98 Brachyspira pilosicoli Bacteria; 


ref 
37444 4238960 Actinomyces dentalis Bacteria; 
Actinomycetaceae; Actinomyces. 
ref 
13461 
Thiotrichales; Francisellaceae; 


ref 
154728 156242 
Clostridiales; Clostridiaceae; Clostridium. 
ref 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 
Gammaproteobacteria; Methylococcales; 


NR_025761.1 


NR_025713.1 


NR_025705.1 


NR_025702.1 


NR_025698.1 


NR_025674.1 


NR_025633.1 


NR_029362.1 
14981 


NR_029267.1 


NR_029251.1 


Soehngenia 


44 Soehngenia 


Incertae Sedis; 


Spiroplasma 


135174 4136688 Spiroplasma 
Spiroplasmataceae; 


Spiroplasma. 
Spiroplasma insolitum 


Spiroplasma diminutum 


Spiroplasma chinense 


Brachyspira pilosicoli 


Actinomyces dentalis 


Francisella tularensis 
Francisella tularensis 


Clostridium 
Clostridium 


Methylococcus 
Methylococcus 


Methylococcaceae; 


Clostridium 


Bifidobacterium 
Bifidobacterium 


Bifidobacteriales; Bifidobacteriaceae; 


Deferribacter abyssi 
abyssi Bacteria; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 


39662 Bacteria_16S 181946 181864 14 95 gi|265678942|ref|NR_029250.1 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
39662 Bacteria_16S 442892 442810 16 96 gi|265678760|ref|NR_029065.1 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; 

Bifidobacterium. 

39662 Bacteria_16S 543791 543705 9 93 gi|265678690|ref|NR_028995.1 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

39662 Bacteria_16S 546839 546773 21 86 gi|265678688|ref|NR_028993.1 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Entero 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
39662 Bacteria_16S 665075 664993 14 95 gi|265678606|ref|NR_028911.1 


odorimutans strain NorPut 16S ribosomal RNA, partial sequence 
Clostridiales; 


odorimutans Bacteria; 
Anaerovorax. 
39662 Bacteria_16S 


Firmicutes; 
672686 672620 21 


frederiksbergensis Bacteria; 
Pseudomonas. 


39662 Bacteria_16S 852783 852717 18 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 


Kineococcus. 
866571 866477 14 


Kineosporiaceae; 
39662 Bacteria_16S 


Clostridia; 


Proteobacteria; 


86 gi 


82 


gi 


105 gi 


halorespirans strain PCE-M2 16S ribosomal RNA, partial 


halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurospirillum. 


39662 Bacteria_16S 1054940 1054846 14 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurimonas. 


39662 Bacteria_16S 1059540 1059454 9 


desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 
Deferribacterales; 


desulfuricans Bacteria; 
39662 Bacteria_16S 


Deferribacteres; 
1101467 1101385 14 


strain TO-931 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 


105 gi 


93 gi 


95 gi 


265678601 


265678478 


265678468 


sequence 


265678341 


265678338 


265678309 


Clostridium. 


663698 665185 
Clostridiales Family 


ref 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 
Gammaproteobacteria; Pse 
ref 

851409 852783 
e; Actinomycet 


ref 
865186 866674 
Campyl 


ref 
1053566 105500 
Campylo 


ref 

1058138 105957 
Deferriba 
ref 
1100149 1101541 Clostridium hiranonis Bacteria; 
Clostridiaceae; 


NR_028906.1 


udomonadales 


NR_028781.1 
ales; Kineos 
NR_028771.1 
obacterales; 
NR_028643.1 
bacterales; 


NR_028640.1 


cteraceae; D 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Pseudomonas 
Pseudomonas 
; Pseudomonadaceae; 


Kineococcus 
Kineococcus 
poriineae; 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Deferribacter 
3 Deferribacter 
eferribacter. 


NR_028611.1 


Clostridium hiranonis 


39662 
strain D2-18 16S 
Firmicutes; Clost 
39662 
DSM 16795 16S rib 
Bacteria; Firmicu 
39662 
ATCC BAA-548 16S 
Bacteria; Lentisp 
39662 
Clostridia; Clost 
39662 
strain MP145 16S 
Tenericutes; Moll 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, partial sequence 


Bacteria_16S 


1104531 1104449 14 95 
ribosomal RNA, partial sequence 


gi|2 
1103 


haerae; Victivallales; Victivallaceae; 


1266252 1266170 14 95 gil|2 


icutes; Mycoplasmataceae; Mycoplasma. 


65678306 
152 11046 


Victivall 


19846539 


ref|NR_028608.1 
21 Mogibacterium 


Mogibacterium pumilum 
pumilum Bacteria; 


ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

1177295 1177213 14 95 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
osomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1181829 1181743 11 95 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 


is. 


ref|NR_026131.1| Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Clostridium. 
1393384 1393290 14 105 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 
ribosomal RNA, partial sequence 1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 


39662 Bacteria_16S 1448317 1448235 14 95 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

39662 Bacteria_16S 1464787 1464705 14 95 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

39662 Bacteria_16S 1833816 1833734 16 96 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

39662 Bacteria_16S 2560997 2560935 14 74 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

39662 Bacteria_16S 2789723 2789680 36 80 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

39662 Bacteria_16S 2847050 2846968 14 95 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

39662 Bacteria_16S 2976847 2976765 14 95 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 3131050 3130972 18 95 gi|219846835|ref|NR_026427.1| Halanaerobacter 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 3129667 3131049 Halanaerobacter 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 

39662 Bacteria_16S 3138440 3138346 14 105 gi|219846830|ref|NR_026422.1| Sulfurospirillum 
deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 


Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Campy lobacteracea 
39662 
strain NCTC 9810 


Bacteria_16S 


e; Sulfurospirillum. 


3229562 3229480 14 


95 


16S ribosomal RNA, partial sequence 3228194 32296 


gi|219846768 


Anaerococcus octavius 
octavius Bacteria; 


ref|NR_026360.1 
00 Anaerococcus 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Anaerococcus. 

39662 Bacteria_16S 3678715 3678629 9 93 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

39662 Bacteria_16S 4200938 4200833 4 105 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
39662 Bacteria_16S 79899 79826 14 86 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

39662 Bacteria_16S 149891 149802 8 95 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

39662 Bacteria_16S 214422 214329 14 105 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

39662 Bacteria_16S 245111 245038 23 95 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

39662 Bacteria_16S 342335 342242 14 105 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
39662 Bacteria_16S 370553 370480 14 86 gi|265678808|ref|NR_029113.1]| Halomonas 


anticariensis strain FP35 16S ribosomal RNA, partial sequence 


369170 370614 Halomonas 


anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 
39662 
strain LCl 16S ri 
Proteobacteria; 
39662 
strain G-16.1 16S 
Proteobacteria; 
39662 
strain R65 16S ri 
Proteobacteria; 
39662 
strain VPB 4027 1 
Fusobacteria; Fus 
39662 
warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 

39662 
strain IS1B 16S r 
Planctomycetes; P 
39662 
strain NVI 88/441 
Proteobacteria; 
39662 
strain 256 16S ri 
Proteobacteria; 
39662 
sibiricum strain 
Bacteria; Proteob 
39662 


Bacteria; Proteob 
39662 
thermophila strai 
Bacteria; Proteob 
39662 
psychrophila stra 
Bacteria; Proteob 
39662 
strain MBIC3157 1 
Proteobacteria; G 
39662 
stercorihominis D 
stercorihominis D 
39662 
hydrothermalis st 
hydrothermalis Ba 
Halomonas. 

39662 
strain Eplumel 16 
Proteobacteria; G 
39662 
strain Esulfidel 
Proteobacteria; 
39662 
strain R-4069 16S 
G 


G 


Proteobacteria; 
39662 
sarecensis strain 
Bacteria; 
39662 
gonidiaformans st 
gonidiaformans AT 
39662 
denitrificans str 
denitrificans OS2 
Shewanella. 

39662 


Proteob 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


419660 419587 14 86 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
bosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

491905 491832 14 86 gi|265678724|ref|NR_029029.1| Halomonas organivorans 

ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

493412 493339 14 86 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 
bosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

634777 634688 8 95 gi| 265678628 |ref|NR_028933.1| Fusobacterium equinum 
6S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
obacteriales; Fusobacteriaceae; Fusobacterium. 

692401 692328 14 86 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
n NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

693899 693852 47 93 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
ibosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 

710088 710015 14 86 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 

16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

820927 820854 14 86 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 
bosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

901410 901317 14 105 gi|265678444|ref|NR_028746.1| Thioalkalimicrobium 
AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 

998682 998609 14 86 gi| 265678379 |ref|NR_028681.1| Thiomicrospira 

kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1030502 1030429 14 86 gi| 265678358 |ref|NR_028660.1| Thiomicrospira 
n I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1089505 1089432 14 86 gi|265678317|ref|NR_028619.1| Pseudomonas 
in E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

1154439 1154366 14 86 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
6S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

1183330 1183257 8 80 gi|228717350|ref|NR_027562.1| Anaerofustis 
SM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
SM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 

1212102 1212029 14 86 gi|224581438|ref|NR_027220.1| Halomonas 
rain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
cteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

1215072 1214999 14 86 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1216552 1216479 14 86 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1230145 1230052 14 105 gi|219878280|ref|NR_025419.1| Cellvibrio gandavensis 

ribosomal RNA, partial sequence 1228770 1230255 Cellvibrio gandavensis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

1276737 1276664 14 86 gi|219846179|ref|NR_025769.1| Chromohalobacter 

LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
acteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 

1358839 1358750 8 95 gi|228720055|ref|NR_027588.1| Fusobacterium 
rain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
CC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

1386018 1385945 14 86 gi|228716834|ref|NR_027556.1| Shewanella 
ain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
17 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 

1396507 1396426 16 95 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 


strain KA3 16S ri 
Thermotogae; Ther 


Bacteria_16S 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


1395106 1396548 Marinitoga piezophila KA3 Bacteria; 


39662 Bacteria_16S 1463254 1463181 14 86 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

39662 Bacteria_16S 1579493 1579420 14 86 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 


strain SP1402 16S 


ribosomal RNA, partial sequence 1578118 15795 


73 Pseudomonas balearica Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

39662 Bacteria_16S 1692225 1692132 14 105 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 

39662 Bacteria_16S 1709170 1709097 14 86 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 


Proteobacteria; 
39662 


39662 
strain KMM 1376 1 
Proteobacteria; 
39662 
strain LMG 2096 
Proteobacteria; 
39662 


Chromohalobacter. 
39662 


Serratia. 
39662 
strain DSM 30063 
Proteobacteria; 

39662 
strain DSM 4576 1 
Proteobacteria; 
39662 
strain Eb 13/82 1 
Proteobacteria; 
39662 
strain $3/2-161 1 
Proteobacteria; 
39662 
strain S1/1-984 1 
Proteobacteria; 
39662 


Buttiauxella. 
39662 
strain $1/6-571 1 
Proteobacteria; 
39662 
strain LMG 317541 
Proteobacteria; 
39662 
elongatus strain 
elongatus Bacteri 
Microbulbifer. 

39662 
salipaludis strai 
Bacteria; Proteob 
39662 
strain Pss 26 16S 
Proteobacteria; 
39662 
strain NCIMB 8634 
Proteobacteria; 
39662 
strain NCIMB 8633 


G 
Bacteria_16S 
thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 
canadensis strain 
canadensis Bacter 


Bacteria_16S 
proteamaculans st 
proteamaculans Ba 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


ammaproteobacteria; Chromatiales; Chro 
1742651 1742558 14 105 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


matiaceae; 
219878379 
quence 

Aeromonad 


a 

m. 
1756402 1756329 14 86 gi| 219878369 
6S ribosomal RNA, partial sequence 1755010 17565 
ammaproteobacteria; Oceanospirillales; Halomonad 
1784969 1784896 14 86 gi| 219878347 
9 16S ribosomal RNA, partial sequence 17835 
ammaproteobacteria; Oceanospirillales; Halomonad 
1865753 1865680 14 86 gi| 219878291 
ATCC 43984 16S ribosomal RNA, partial sequence 

ia; Proteobacteria; Gammaproteobacteria; Oceanos 


219878202 
al sequenc 
teria; Ent 


1990682 1990609 14 86 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


1992230 1992157 14 86 gi| 219878201 
16S ribosomal RNA, partial sequence 1990842 19923 
ammaproteobacteria; Enterobacteriales; Enterobac 
1993773 1993700 14 86 gi| 219878200 
6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; Enterobac 
2004542 2004469 14 86 gi| 219878193 
6S ribosomal RNA, partial sequence 2003168 20046 
ammaproteobacteria; Enterobacteriales; Enterobac 
2006086 2006013 14 86 gi| 219878192 
6S ribosomal RNA, partial sequence 2004699 20061 
ammaproteobacteria; Enterobacteriales; Enterobac 
2007632 2007559 14 86 gi|219878191 
6S ribosomal RNA, partial sequence 2006247 20077 
ammaproteobacteria; Enterobacteriales; Enterobac 
2009176 2009103 14 86 gi| 219878190 
n DSM 9390 16S ribosomal RNA, partial sequence 

ria; Proteobacteria; Gammaproteobacteria; Entero 


v 


2010735 2010662 14 86 gi| 219878189 
6S ribosomal RNA, partial sequence 2009346 20108 
ammaproteobacteria; Enterobacteriales; Enterobac 
2027165 2027092 14 86 gi| 219878178 
16S ribosomal RNA, partial sequence 20257 
ammaproteobacteria; Aeromonadales; Aeromonadacea 
2117277 2117204 14 86 gi| 219857657 
DSM 6810 16S ribosomal RNA, partial sequence 


a; Proteobacteria; Gammaproteobacteria; Alteromo 


2138450 2138377 14 
n SM-1 


219857643 
ence 21370 


86 gi 
16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromonadales; A 
2147452 2147379 14 86 gi| 219857637 
ribosomal RNA, partial sequence 2146078 21475 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
2171750 2171657 14 105 gi|219857621 
16S ribosomal RNA, partial sequence 21703 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


se 


Rheinheimera. 
ref|NR_025518.1 

1741287 174278 
ales; Succinivib 


’ 


ref|NR_025508.1 
aceae; Halomonas 
ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025430.1 
1864353 186588 
pirillales; Halo 


ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 

ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025332.1 


teriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 

2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref|NR_025246.1 
115900 211739 
nadales; Alterom 


ND 


ref|NR_025232.1 
73 2138564 Microb 
1lteromonadaceae; 
ref|NR_025226.1 


aceae; Pseudomon 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 


219857 
2 


2173301 2173208 14 105 gi 620 
16S ribosomal RNA, partial sequence 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Halomonas muralis 
nas muralis Bacteria; 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Serratia 
1 Serratia 


Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Microbulbifer 
0 Microbulbifer 
onadaceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 

Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 


ref |NR_025209.1 


Cellvibrio vulgaris 


171900 2173400 Cellvibrio vulgaris Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


39662 Bacteria_16S 2288807 2288726 16 95 gi|219857540|ref|NR_025128.1 
strain L1 16S ribosomal RNA, partial sequence 2287434 22889 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
39662 Bacteria_16S 2373501 2373420 16 95 gi|219857478|ref|NR_025066.1 


strain PG15 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
39662 Bacteria_16S 2390210 2390129 16 95 gi 
strain IL371 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
39662 Bacteria_16S 2391724 2391651 14 86 gi 
strain YKJ-16 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
39662 Bacteria_16S 2469323 2469230 14 105 gi 
aerophilum strain AL3 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 
39662 Bacteria_16S 2529611 2529538 14 86 gi 
strain ATCC 4973 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
39662 Bacteria_16S 2559492 2559404 8 95 gi 
strain SR12 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
39662 Bacteria_16S 2562557 2562484 14 86 gi 
strain CIP 105259 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
39662 Bacteria_16S 2648621 2648548 14 86 gi 
thyasirae strain DSM 5322 16S ribosomal RNA, partial se 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria 
Thiomicrospira. 
39662 Bacteria_16S 
strain SM2-1 16S 


v 


2734277 2734204 14 86 

ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; S 
39662 Bacteria_16S 2737257 2737184 14 86 gi 
marinintestina strain IK-1 16S ribosomal RNA, partial s 
marinintestina Bacteria; Proteobacteria; Gammaproteobac 
Shewanella. 
39662 Bacteria_16S 


gi 


te 


2741614 2741541 14 86 
strain MKT 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
39662 Bacteria_16S 2747494 2747429 19 82 gi 
baikonurensis strain Al-22 16S ribosomal RNA, partial s 
baikonurensis Bacteria; Actinobacteria; Actinobacterida 
Nocardiaceae; Rhodococcus. 

39662 Bacteria_16S 2816638 2816565 14 86 gi 
alcaliphila strain AL15-21 16S ribosomal RNA, partial s 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacter 
Pseudomonas. 
39662 Bacteria_16S 


gi 


e; 


ia 


2859496 2859423 14 86 gi 
strain ATCC 49968 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
39662 Bacteria_16S 2951085 2951012 14 86 gi 
strain JCM1237 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
39662 Bacteria_16S 2961495 2961422 14 86 gi 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Co 
39662 Bacteria_16S 2973754 2973681 14 86 gi 
citronellolis strain DSM 50332 16S ribosomal RNA, parti 
citronellolis Bacteria; Proteobacteria; Gammaproteobact 
Pseudomonas. 
39662 Bacteria_16S 3008833 3008760 14 86 gi 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, p 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Ha 
39662 Bacteria_16S 3249331 3249258 23 95 gi 
strain WV6 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

39662 Bacteria_16S 3320528 3320455 14 86 gi 
pantelleriensis strain AAP 16S ribosomal RNA, partial s 
pantelleriensis Bacteria; Proteobacteria; Gammaproteoba 
Halomonas. 


na 


E 


al 


er 


ar 
lo 


cL 


eq 
ct 
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219857467 
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H 
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ce 
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se 
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Eu 
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se 
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qu 
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eq 
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eq 


219856913 
eq 
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lwellia. 
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ref 

24679 
les; Pis 
ref 
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ref 
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ref 
25611 
udomonadacea 
ref 
ence 
Thiotrichale 
ref 
343 
wanellaceae; 
ref 
uence 
ria; Alt 
ref 
416 
nad 


eromo acea 


ref 


uence 
Actinomycet 


ref 
uence 
Pseudo: 


: mona 


ref 
28581 
dales; Pseud 


ref 


teri 
ref 
llia 


nterobac 


ref 
sequenc 
ia; Pseudomo 
ref 
uenc 
a. 

ref 


tial seq 
spirulin 


ostridium. 


ref 
Oc 


eria; eano 


39662 Bacteria_16S 3353970 3353897 14 86 
strain FB2 16S ribosomal RNA, partial sequence 


gi 


219846682 
3352589 3354083 Halomonas desiderata Bacteria; 


28 2469361 Thioa 
cies 


68 2562680 Pseud 


2647248 26486 


2735889 27373 
eromonadales; 


2746146 27474 


2815260 28167 


10 2859620 Pseud 


57 Enterobacter 


e 2972376 29738 


3319157 33206 


NR_025055.1 


NR_025054.1 


e; Halomona 
NR_024992.1 
1 
ckettsiacea 
NR_024946.1 


e; Pseudomo 
NR_024926.1 


NR_024924.1 


e; Pseudomon 
NR_024854.1 
7 
s; Pisciric 
NR_024793.1 


Shewanella. 
NR_024791.1 
2 
Sh 
NR_024788.1 


e; Agarivora 
NR_024784.1 
9 
ales; Coryne 
NR_024734.1 
4 
dales; Pseud 
NR_024704.1 
(e} 


omonadaceae; 
NR_024642.1 


aceae; Enter 
NR_024635.1 
maris Bacte 


NR_026533.1 
8 
nadales; Pse 
NR_026510.1 


e 300750 


NR_026347.1 


NR_026298.1 
3 


spirillales; 


ref 


Ss 


e: 


n 


fo} 


k 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
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59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025187.1 


ref|NR_025186.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025181.1 


ref|NR_025180.1 


ref|NR_025176.1 


ref|NR_025026.1 

2428395 242981 
ococcaceae; Desu 
ref |NR_024948.1 
rtial sequence 


ref |NR_024923.1 
ce 2562731 256415 
ampylobacterales 
ref |NR_024922.1 
Eubacteriaceae; 


ref |NR_024802.1 
2720705 272211 


219846942 


resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 


ref|NR_029174.1| Mycoplasma felis 
1 288773 Mycoplasma felis Bacteria; 
ref|NR_029166.1| Mycoplasma 
299496 300945 Mycoplasma 
Mycoplasma. 
ref|NR_029081.1| Tepidibacter 
416856 418235 Tepidibacter 


Peptostreptococcaceae; Tepidibacter. 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Campylobacter lanienae 


0 972566 Campylobacter lanienae 
Campylobacteraceae; 


Campylobacter. 
Sulfurospirillum 


9 981569 Sulfurospirillum barnesii 
Campylobacteraceae; 


Sulfurospirillum. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Ureaplasma parvum 
3 Ureaplasma parvum 


Ureaplasma. 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 

Bacteroides stercoris 


stercoris ATCC 43183 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 
Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacter. 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Sulfurovum 
0 Sulfurovum 


ref |NR_026534.1 
2970861 297232 


Pseudomonas 
5 Pseudomonas 


resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
39662 
multipotens strai 
Bacteria; Proteob 
39662 
propionica strain 
Bacteria; Proteob 
39662 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 
39662 
acetivorans strai 
Bacteria; Proteob 
39662 
strain LRB 8581 1 
Proteobacteria; E 
39662 
strain D6-1 16S r 
Tenericutes; Moll 
39662 
strain PG43 16S r 
Tenericutes; Moll 
39662 
leonicaptivi stra 
Bacteria; Teneric 
39662 
strain PG8 16S ri 
Tenericutes; Moll 
39662 
strain PS6 16S ri 
Tenericutes; Moll 
39662 
helveticus strain 
Bacteria; Proteob 
39662 
strain 165 16S ri 
Proteobacteria; E 
39662 
acinonychis strai 
acinonychis Bacte 
Helicobacter. 
39662 
nitrofigilis stra 
Bacteria; Proteob 
39662 
cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 

39662 
strain BV1 16S ri 
Tenericutes; Moll 
39662 
strain NCTC 279 1 
Firmicutes; Clost 
39662 
strain DSM 20475 
Firmicutes; Clost 
39662 
strain CC-1 16S r 
Thermotogae; Ther 
39662 
strain HI 11/12 1 
Bacteria; Aquific 
39662 
goodfellowii stra 
goodfellowii DSM 
39662 
strain GB6 16S ri 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3079860 3079777 14 95 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081436 3081353 14 95 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3083012 3082929 14 95 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


3588933 3588850 14 95 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3698234 3698155 14 91 gi 


psilonproteobacteria; Campylobacterale 
3701233 3701154 16 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3756326 3756243 14 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3784966 3784883 14 95 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3790921 3790818 4 105 gi 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasm 
3800023 3799940 14 95 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3809042 3808959 14 95 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3819850 3819771 14 91 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3821385 3821302 14 95 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


3869807 3869724 14 95 gi 
in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 
3871319 3871236 14 95 gi 
ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


3885277 3885194 14 95 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
166867 166785 14 95 gi 


gi 


ridia; Clostridiales; 
225075 225005 9 


Clostridiaceae; 
78 gi 


ridia; Clostridiales; Peptococcaceae; 
331376 331294 15 95 gi 
ibosomal RNA, partial sequence 

motogales; Thermotogaceae; Geotoga. 
1231704 1231622 15 95 

6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1565791 1565703 8 95 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 


gi 


219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 
equence 

eria; Desu 


219846517 
nce 35875 
ellales; D 
219846438 


6S ribosomal RNA, partial sequence 3696887 36983 


s; Helicob 
219846436 


3699882 37013 


219846395 


3754983 37564 


219846374 
ence 37836 
coplasma. 

219846370 


3789540 37910 
Achol 


ataceae; 
219846363 


3798661 38001 


219846357 
ence 38076 
obacterale 
219846350 


3818485 38199 


s; Helicob 
219846349 
rtial sequ 
eria; Camp 


219846316 
nce 38684 
obacterale 
219846315 
sequence 
cteria; Ca 


219846306 


3883911 38853 


265678952 


6S ribosomal RNA, partial sequence 165488 16699 


Clostridiu 
265678913 


16S ribosomal RNA, partial sequence 223682 22507 


Peptococcu 
265678840 


329993 33159 


219878275 


complete sequence 1230306 12317 


rinis. 
219846059 
uence 
eriales; F 
219857439 


2428345 2428283 25 86 gi 
bosomal RNA, partial sequence 


ref|NR_026461.1] Desulfurella 
57 3079982 Desulfurella multipotens 
esulfurellaceae; Desulfurella. 
ref|NR_026460.1| Desulfurella 
33 3081558 Desulfurella propionica 
esulfurellaceae; Desulfurella. 
ref|NR_026459.1| Desulfurella 

3081609 3083134 Desulfurella 
lfurellales; Desulfurellaceae; 
ref|NR_026109.1] Desulfurella 
07 3589069 Desulfurella acetivorans 
esulfurellaceae; Desulfurella. 
ref|NR_026029.1| Helicobacter trogontum 
08 Helicobacter trogontum Bacteria; 
acteraceae; Helicobacter. 
ref|NR_026027.1| Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


ref|NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025965.1 
21 3785045 Mycopl 


Mycoplasma 
asma leonicaptivi 


ref|NR_025961.1 
15 Acholeplasma 
eplasma. 
ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


Acholeplasma laidlawii 
laidlawii Bacteria; 


ref|NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref|NR_025941.1 
57 Helicobacter cinaedi Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025940.1| Helicobacter 

ence 3820008 3821492 Helicobacter 
ylobacterales; Helicobacteraceae; 


Campylobacter 
obacter helveticus 
aceae; Campylobacter. 

Helicobacter cinaedi 


Arcobacter 
cter nitrofigilis 
aceae; Arcobacter. 
Arcobacter 
1 Arcobacter 
Campylobacteraceae; 


ref|NR_025906.1 
19 3869879 Arcoba 
s; Campylobacter 
ref|NR_025905.1 

3869930 387139 


mpylobacterales; 


ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 
m. 
ref|NR_029221.1| Peptococcus niger 
4 Peptococcus niger Bacteria; 
Ss. 
ref|NR_029145.1]| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


ref|NR_025414.1| Thermocrinis albus 
93 Thermocrinis albus DSM 14484 
ref|NR_025649.1| Leptotrichia 

1564412 1565896 Leptotrichia 
usobacteriaceae; Leptotrichia. 
ref|NR_025027.1| Oceanimonas baumannii 


2427049 2428344 Oceanimonas baumannii Bacteria; 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 


39662 Bacteria_ 
orisratti strain 


orisratti Bacteria; 


39662 Bacteria_ 


transvaalensis Bacteria; 


39662 


16S 2496257 2496221 59 95 gi 
ATCC 700640 16S ribosomal RNA, partial 
Firmicutes; Lactobacillales; 


16S 2795563 2795481 14 95 gi 

transvaalensis strain SAGM1 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostr 

2824222 2824140 15 95 gi 


subterraneus stra 


Bacteria_16S 


39662 


hydrogenophilus s 
hydrogenophilus B 


39662 


Bacteria_16S 


Bacteria_16S 


2996617 2996535 15 


train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 


3234116 3234030 11 


95 gi 


95 gi 


acanthamoebae strain Bn9 16S ribosomal RNA, 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parac 
Bacteria_16S 
gregorii strain NCIB 12823 16S ribosomal RNA, partial s 
gregorii Bacteria; 
Pseudonocardiaceae; 
Bacteria_16S 
stercorarium subsp. 

Clostridium stercorarium subsp. thermolacticum Bacteria; 
Clostridium. 


39662 


39662 


Clostridiaceae; 
39662 


complete se 


3524821 3524738 1 82 gi 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 

3582706 3582624 14 95 gi 


thermolacticum strain TX41 16S ribo 


Bacteria_16S 


3787938 3787857 16 


strain PU 16S ribosomal RNA, partial sequence 


95 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


39662 
strain 01008 16S 


287207 287126 16 95 
ribosomal RNA, partial sequence 


gi 


Tenericutes; Moll 


39662 


strain 70-159 16S 
Tenericutes; Moll 


39662 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


39662 


sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 


39662 


moniliformis DSM 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


DSM 12112 Bacteria; 


39662 


HTCC2155 strain H 
HTCC2155 Bacteria; 


39662 


turnerae strain T 
Bacteria; 
Teredinibacter. 


39662 


Bacteria_16S 


Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera 
Bacteria_16S 1378539 1378446 14 105 gi|228717562|ref|NR_027564.1 
7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredi 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales g 
Bacteria_16S 2199029 2198948 16 95 gi|219857600|ref|NR_025188.1 


5305 Bacteria; 


Fusobacteria; 


302372 302291 16 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


695382 695347 60 


in DSM 5305 16S ribosomal RNA, partial 
Planctomycetes; 


728734 728664 36 


1157537 1157448 8 


12112 16S ribosomal RNA, partial seque 
Fusobacteriales; 


1372412 1372315 11 


TCC2155 16S ribosomal RNA, partial seq 


95 gi 


95 gi 


105 gi 


95 gi 


105 gi 


219857386 
sequence 


Streptococcaceae; 


219857120 
sequence 
idiales; 

219856908 


in HGP1 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquifica 


ceae; 
219846926 
sequence 
icaceae; 
219846765 
quence 


219846560 


equence 


219846521 
somal RNA, 


219846372 


3786577 37880 


265678869 


285875 28729 
icutes; Mycoplasmataceae; Mycoplasma. 


265678859 


300996 30245 


265678586 
sequence 


Planctomycetacia; 


265678563 


ales; 
228721492 
nce 


228718145 
uence 


strain 128 16S ri 
Tenericutes; Moll 
39662 
strain 486 16S ri 
Tenericutes; Moll 
39662 
strain MMP-4 16S 
Tenericutes; Moll 
39662 
strain RG-2C 16S 
Tenericutes; Moll 
39662 
strain BbT2g 16S 
Tenericutes; Moll 
39662 
strain HRC292 16S 
Tenericutes; Moll 
39662 
strain MH5408 16S 
Tenericutes; Moll 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2205059 2204978 16 95 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212613 2212532 16 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214113 2214032 16 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215611 2215530 16 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2370481 2370400 16 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371992 2371911 16 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


39662 
strain R171 16S r 
Tenericutes; Moll 


Bacteria_16S 


2197691 21991 


219857596 


2203720 22051 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857480 


2369126 23705 


219857479 


2370638 23720 


2375007 2374926 16 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857477 


Hydrogenobacter. 


Hydrogenobacter. 


hlamydiaceae; 


tinomycetales; 


Firmicutes; 


727370 728734 Thiorh 
Ectothiorhodospirace 


1156151 1157635 Strept 
Fusobacteriaceae; 


ref|NR_024974.1 
2494920 249625 
Streptococcus. 
ref|NR_024748.1 

2794179 279557 


ref|NR_024729.1 
2822817 282431 


ref |NR_026518.1 
2995219 299673 


ref |NR_026357.1 
3232707 323424 
Parachlamydi 
ref|NR_026152.1 

3523483 352488 
Pseudonocar 


ref|NR_026113.1 
partial sequenc 


ref|NR_025963.1 


ref|NR_029175.1 


ref |NR_029165.1 


ref|NR_027615.1 
Streptobacil 
ref|NR_027571.1 

1371035 137251 


ref|NR_025184.1 


ref 


NR_025179.1 


ref|NR_025178.1 


ref|NR_025177.1 


ref 


NR_025068.1 


ref|NR_025067.1 


Streptococcus 
6 Streptococcus 


Alkaliphilus 
1 Alkaliphilus 


Clostridiaceae; Alkaliphilus. 


Hydrogenobacter 
3 Hydrogenobacter 


Hydrogenobacter 
2 Hydrogenobacter 


Parachlamydia 


Clostridia; 


7 Parachlamydia 


a. 


Saccharopolyspora 
4 Saccharopolyspora 


dineae; 


Clostridium 


e 3581316 3582832 
Clostridiales; 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


ref|NR_028891.1] Planctomyces 

694091 695537 Planctomyces 
Planctomycetales; Planctomycetaceae; 
ref|NR_028867.1| Thiorhodospira 


odospira sibirica 

ae; Thiorhodospira. 

Streptobacillus 

obacillus moniliformis 

lus. 

Lentisphaera araneosa 

2 Lentisphaera araneosa 
Teredinibacter 

nibacter turnerae T7901 

enera incertae sedis; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


Mycoplasma columborale 
23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025065.1 


Mycoplasma lipofaciens 
2373653 2375108 Mycoplasma lipofaciens Bacteria; 


39662 


strain PG30 16S r 
Tenericutes; Moll 


39662 


strain MMP-1 16S 
Tenericutes; Moll 


39662 


columbinasale str 
columbinasale Bac 


39662 


strain G122 16S r 
Tenericutes; Moll 


39662 


strain DZZM 328 1 


39662 


80 16S ribosomal 
Gammaproteobacter 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2376517 2376436 16 


2378031 2377950 16 


2379539 2379458 16 


2381045 2380964 16 


3436752 3436682 36 


3564715 3564625 17 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


3629779 3629706 14 


95 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


95 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


95 


95 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


105 


105 


3563299 3564734 Vibri 


86 


gi 


2375159 23766 


gi 


gi 


ain 694 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycopl 


gi 


2379691 23811 


gi 


6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacterium. 


gi 


gi 


2376676 23781 


strain DSM 50071 
Bacteria; 


Proteob 


16S ribosomal RNA, complete sequence 


acteria; Gammaproteobacteria; Pseudomonadales; 


39662 


strain G145 16S r 
Tenericutes; Moll 


39662 


Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycoplasmataceae; Mycoplasma. 


39662 


strain 17529 16S 
Tenericutes; Moll 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3692263 3692182 16 


3757831 3757750 16 


3857652 3857571 16 


3860612 3860531 16 


strain 4229 16S r 


Tenericutes; Moll 


39662 


Salinimonas. 
39662 


Tenericutes; Moll 
39662 
micromati strain 
Bacteria; 
39662 


39662 


ruestringensis Ba 


95 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


95 


3756485 3757942 Mycop 


95 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


95 


gi 


3690909 36923 


gi 


gi 


gi 


3859256 38606 


3856288 38577 


Bacteria_16S 
chungwhensis stra 
chungwhensis Bacteria; 


Bacteria_16S 
strain S-16 16S r 


Bacteria_16S 
R-9192 16S ribosomal RNA, partial sequence 51954 
Bactero 
Bacteria_16S 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 
degerlachei Bacte 
Bacteria_16S 
ruestringensis st 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

4006441 4006368 14 86 gi 
in BH030046 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacte 


275135 275051 14 96 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
520912 520820 16 105 gi 


gi 


Flavobacteriale 
105 gi 


idetes; Flavobacteria; 
522439 522347 16 


Bacteroidetes; Flavobacteria; 
865088 864996 16 105 


ria; 
gi 


273748 27524 


Flavobacteria 


rain Bl 16S ribosomal RNA, partial sequence 


cteria; 


39662 


Bacteria_16S 


Bacteroidetes; 
1029005 1028913 16 


105 


Flavobacteria; 


gi 


strain IC166 16S 
Bacteroidetes; Fl 
39662 
vladivostokensis 


vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobac 
vitellibacter. 

39662 Bacteria_16S 1174283 1174191 16 105 gi| 228719222 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 11729 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Fl 
39662 Bacteria_16S 1192319 1192235 15 97 gi| 228715750 
strain EX-H1l 16S ribosomal RNA, partial sequence 1190944 11924 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

39662 Bacteria_16S 1242328 1242244 15 97 gi| 219878120 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenotherma 
39662 Bacteria_16S 1375491 1375399 16 105 gi| 228717906 


OT-1 16S ribosoma 
Flavobacteria; Fl 
39662 
strain KMM 426 16 
Bacteroidetes; Fl 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 

1073037 1072945 16 105 gi 
strain KMM 3516 16S ribosomal RNA, par 


1 RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
1545027 1544935 16 105 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


Kor 
gi 


1027642 10290 
Flavobacteriaceae 


1374101 1375614 Kordi 


219857476 


219857475 


219857474 


219857473 


219846619 


219846533 


219846486 

36283 
P 
219846443 


219846394 


219846324 


219846322 


219846221 
sequence 
ria; Alter 


265678877 


265678705 


Ss; Flavoba 
265678704 


265678469 
Flavobacte 


265678359 


265678329 
tial seque 


dia. 


asmataceae; 


ref |NR_025064.1 


ref|NR_025063.1 


ref|NR_025062.1 
2378183 237964 
Mycoplasma. 


ref |NR_025061.1 


ref|NR_026211.1 
Corynebacte 


ref 
o ne 


NR_026125.1 
reis Bacteri 


ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026034.1 


ref|NR_025985.1 
lasma alvi Bacte 


ref |NR_025914.1 


ref |NR_025912.1 


ref|NR_025811.1 
4005071 400647 
omonadales; Alte 


ref|NR_029183.1 


ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref|NR_028772.1 

863710 865135 
rial Flavobac 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Vibrio nereis strain 
a; Proteobacteria; 


Pseudomonas aeruginosa 


monas aeruginosa 


Pseudomonas. 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Mycoplasma alvi strain 
ria; Tenericutes; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma imitans 


iaceae; 


94 Mycoplasma imitans Bacteria; 


Salinimonas 


7 Salinimonas 
romonadaceae; 


Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 


Flavobacterium 


acterium micromati 
obacterium. 


Flavobacterium 
Flavobacterium 


Muricauda 
Muricauda 


Flavobacterium. 


es; teriaceae; Muricauda. 


ref|NR_028661.1 
54 Cellulophaga 
; Cellulophaga. 
ref |NR_028631.1 
nce 107168 
teriales; Flavob 
ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref|NR_027538.1 
06 Persephonella 


ref|NR_025259.1 
1240965 124241 
ceae; Sulfurihyd 
ref|NR_027568.1 
a algicida OT-1 


219857262 


Cellulophaga algicola 


Bacteria; 


ref|NR_024893.1 


algicola Bacteria; 


Vitellibacter 


71073086 Vitellibacter 
acteriaceae; 


Capnocytophaga 


ytophaga ochracea DSM 


Capnocytophaga. 


Persephonella marina 
marina EX-H1 Bacteria; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Kordia algicida strain 
Bacteroidetes; 


Arenibacter latericius 
1543657 1545100 Arenibacter latericius Bacteria; 
Flavobacteriaceae; Arenibacter. 


39662 


39662 


39662 


39662 


39662 
strain LMG 3475 1 


Proteobacteria; B 


39662 
strain NNO15860 1 


39662 
strain NNO15840 1 


39662 


39662 


skagerrakense Bac 
39662 
omnivorum strain 


39662 


39662 
guaymasensis stra 
Bacteria; Aquific 
39662 
spermatophilum st 
spermatophilum Ba 
39662 
galactanivorans s 
galactanivorans B 
39662 
sublithincola str 
sublithincola Bac 
39662 
frigidarium strai 
Bacteria; Bactero 
39662 
strain KMM 3677 1 
Bacteroidetes; Fl 
39662 on 
strain KMM 3676 1 
Bacteroidetes; Fl 
39662 
strain KMM 3526 1 
Bacteroidetes; Fl 
39662 ws 
strain KMM 3664 1 
Bacteroidetes; Fl 
39662 
troitsensis strai 
troitsensis Bacte 
39662 
limicola strain S 
Bacteria; Bactero 


39662 Bacteria_16S 2748884 2748822 45 105 gi 
strain Al-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Bacteria_16S 
frigoris strain R 
Bacteria_16S 
Bacteria_16S 
gelidilacus strai 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
thermolithotrophu: 
thermolithotrophu: 
Bacteria_16S 
skagerrakense str 
Bacteria_16S 
Bacteria_16S 
xinjiangense stra 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; Bacteroidetes; Flavobacteria; 


ae; Aquificales; Hydrogenothermaceae; 


teria; Bacteroidetes; Flavobacteria; 


n KMM 3674 16S ribosomal RNA, partial 


39662 


Bacteria_16S 


1628265 1628173 16 105 gi 
-9014 16S ribosomal RNA, partial seque 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriale 
1672549 1672465 23 105 gi 
strain 888-76 16S ribosomal RNA, partial sequence 
Proteobacteria; G 


219878458 |ref|NR_025597.1 

1626901 1628368 Flavob 
Flavobacteriaceae; Flav 
219878427|ref|NR_025566.1 
1671187 1672548 Enterobacter cowanii Bacteria; 
nterobacteriaceae; Enter 
219878399|ref|NR_025538.1 

1712309 171377 
les; Flavobacter 
219878397|ref|NR_025536.1 
1715372 17168 


ammaproteobacteria; Enterobacteriales; 
1713673 1713581 16 105 gi 
n R-8899 16S ribosomal RNA, partial se 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Fla 
1716747 1716655 16 105 gi 
strain AJ2502 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sph 
1725928 1725879 36 86 gi 
6S ribosomal RNA, partial sequence 1724592 17259 
etaproteobacteria; Burkholderiales; Co: 
2063831 2063739 16 105 gi 
6S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
2065355 2065263 16 105 gi 
6S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
2088450 2088358 5 95 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2142925 2142833 16 105 gi 
ain D30 16S ribosomal RNA, partial seq 


bacteria 


eriaceae; Cellulophaga. 
219878147|ref|NR_025286.1 


eriaceae; Cellulophaga. 
219878131|ref|NR_025270.1 
sequence 
lfurobacteriaceae; Desul 
219857640|ref|NR_025229.1 


2180783 2180691 16 105 gi 
AS 1.2747 16S ribosomal RNA, partial s 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavo 
2182299 2182207 16 105 gi 
in AS 1.2749 16S ribosomal RNA, partia 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Fl 
2232282 2232198 15 97 gi 
in H2 16S ribosomal RNA, partial seque 


2368999 2368927 16 86 gi 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
2393275 2393183 16 105 gi 
train Dsij 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Flavobacteria; 
2423921 2423829 16 105 gi 
ain QSSC9-3 16S ribosomal RNA, partial 


2434330 2434238 16 105 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2684664 2684572 16 105 gi 
6S ribosomal RNA, partial sequence 2683309 26847 
avobacteria; Flavobacteriales; Flavoba 
2686106 2686014 16 105 gi 
6S ribosomal RNA, partial sequence 2684767 26 
avobacteria; Flavobacteriales; Flavoba 
2687575 2687483 16 105 gi 
6S ribosomal RNA, partial sequence 2686201 26 
avobacteria; Flavobacteriales; Flavoba 
2711505 2711413 16 105 gi 
6S ribosomal RNA, partial sequence 2710175 27 
avobacteria; Flavobacteriales; Flavoba 
2738716 2738624 16 105 gi 


219857198|ref|NR_024826.1 


219857181|ref|NR_024809.1 


219857162|ref|NR_024790.1 


ria; Bacteroidetes; Flavobacteria; Fla 
2743109 2743017 16 105 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 


219857159|ref|NR_024787.1 


219857155|ref|NR_024783.1 
2747544 27 


2087053 208849 


2141553 214301 


vobacteriales; Flavobact 
219857613|ref|NR_025202.1 
uence 2179421 218088 
cteriales; Flavobacteria 
219857612|ref|NR_025201.1 
sequence 
obacteriales; Flavobacte 
219857578|ref|NR_025166.1 
2230913 2232371 Persep 
rsephonella. 
219857481|ref|NR_025069.1 
quence 
smataceae; Mycoplasma. 
219857465|ref|NR_025053.1 
quence 
lavobacteriales; Flavoba 
219857443 |ref|NR_025031.1 
equence 9 
vobacteriales; Flavobact 
219857432 |ref|NR_025020.1 

2432948 2434422 Flavob 
Flavobacteriaceae; Flav 
219857200|ref|NR_024828.1 


ND 


180937 218240 


2367647 236907 


2391886 239336 


2422553 24239 


eae; Zobellia. 


eae; Zobellia. 


eae; Cellulophaga. 


e 2737379 273875 
riales; Flavobacter 


41727 2743201 Flavob 
obacteriaceae; Flav 


eae; Micrococcaceae 


2812149 2812057 16 105 gi 
amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 


219857109|ref|NR_024737.1 
2810779 2812222 Tenacibaculum 


Flavobacterium 


acterium frigoris 
obacterium. 


Enterobacter cowanii 


obacter. 


Flavobacterium 


7 Flavobacterium 
iaceae; Flavobacterium. 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 
gobacteriaceae; Pedobact 
219878391 |ref|NR_025530.1 


er. 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 
monadaceae; Comamonas. 
219878148] ref |NR_025287.1 


Cellulophaga fucicola 


Cellulophaga baltica 


Desulfurobacterium 


8 Desulfurobacterium 
furobacterium. 


Tenacibaculum 


7 Tenacibaculum 
eriaceae; Tenacibaculum. 


Flavobacterium 


6 Flavobacterium 
ceae; Flavobacterium. 


Flavobacterium 


2 Flavobacterium 
riaceae; Flavobacterium. 


Persephonella 


honella guaymasensis 


Mycoplasma 


5 Mycoplasma 


Zobellia 


8 Zobellia 
cteriaceae; Zobellia. 


Aequorivita 


1 Aequorivita 
eriaceae; Aequorivita. 


Flavobacterium 


acterium frigidarium 
obacterium. 


Zobellia russellii 


16 Zobellia russellii Bacteria; 
eriaceae; Zobellia. 
219857199] ref |NR_024827.1 


Zobellia laminariae 


86150 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


87648 Zobellia amurskyensis Bacteria; 


Cellulophaga pacifica 


11547 Cellulophaga pacifica Bacteria; 


Arenibacter 


9 Arenibacter 
iaceae; Arenibacter. 


Flavobacterium 


acterium limicola 
obacterium. 


Arthrobacter russicus 


48884 Arthrobacter russicus Bacteria; 


Arthrobacter. 
Tenacibaculum 


amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 


39662 


Bacteria_16S 


2813643 2813551 16 


105 


gi 


219857108 


mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 


mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flav 


39662 


gingivalis strain ATCC 33624 16S ribosomal RNA, partial 
gingivalis Bacteria; Bacteroidetes; Flavobacteria; Flav 


39662 


filamentus strain 215 16S ribosomal RNA, partial sequence 


Bacteria; Flavobacteriales; 


39662 


vanneervenii stra 
Bacteria; Verruco 


39662 


franzmannii strai 
Bacteria; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteroidetes; 


Bacteroidetes; 


3607404 3607312 16 


3681740 3681648 16 
Flavobacteria; 
3708785 3708755 5 
3793972 3793880 16 


Flavobacteria; 
3844078 3843986 16 


105 


105 


35 


105 


105 


gi 


gi 


gi 


gi 


n 301 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


gi 


219846502 
sequence 


219846450 


219846431 


in FC2 16S ribosomal RNA, partial sequence 37073 
microbia; Verrucomicrobiae; Verrucomicrobiales; 


219846368 


219846333 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 


hibernum Bacteria; 


39662 


strain KMM 6020 1 
Bacteroidetes; 


39662 


KMM 6031 16S ribo 
Flavobacteria; 


39662 


strain KMM 3951 1 
Bacteroidetes; 


39662 


strain KMM 3949 1 
Bacteroidetes; 


39662 


strain KMM 3947 1 
Bacteroidetes; 


39662 


sedimenticola str 
sedimenticola Bac 


39662 


strain KMM 3941 1 
Bacteroidetes; 


39662 


strain KMM 3912 1 
Bacteroidetes; 


39662 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


3988567 3988475 16 


3991536 3991444 16 


4088310 4088218 16 


4089801 4089709 16 


4091290 4091198 16 


4092786 4092694 16 


Bacteroidetes; 


4094267 4094175 16 


4115300 4115208 16 


4152197 4152121 21 


Flavobacteria; 


105 


105 


105 


105 


105 


105 


Flavobacteria; 


105 


105 


95 


Flavobacteriales; 


gi 


Flavobacteriaceae; 


gi 


gi 


6S ribosomal RNA, partial sequence 4086933 40 
Flavobacteriales; 


gi 


6S ribosomal RNA, partial sequence 4088431 40 
Flavobacteriales; 


6S ribosomal RNA, partial sequence 4089922 40 
Flavobacteriales; 


ain KMM 3903 16S ribosomal RNA, partial 
teria; 


6S ribosomal RNA, partial sequence 4092900 40 
Flavobacteriales; 


219846233 


6S ribosomal RNA, partial sequence 3987206 39886 
Flavobacteriales; 


219846231 


somal RNA, partial sequence 3990163 3991609 Pibocella 


Flavobacteriaceae; Pibocella. 


219846161 
883 


219846160 


obacteriales; 


obacteriales; 


36803 


37926 


ref 


ref 


ref 


ref 


ref 


ref 


FL 


ref 


ref 


ref 


Ma 
ref 


2812273 281371 
Flavobacteri 


3606022 36074 
Flavobacteri 


74 3681813 Polari 
Flavobacteriaceae; 


88 3708856 Prost 
Verrucomicrobiac 


06 3794045 Polari 
Flavobacteriaceae; 


3842717 38441 


NR_024736.1 
NR_026094.1 
7 


NR_026041.1 


NR_026022.1 


NR_025959.1 


NR_025923.1 
7 
avobacteriac 
NR_025823.1 


NR_025821.1 
ponti Bacte 
NR_025751.1 


ribacter. 
NR_025750.1 


Pola 


h 


Pola 


6 


4 


7 


aceae; 


aceae; 


eae; 


ria; 


Tenacibaculum 
Tenacibaculum 
Tenacibaculum. 
Capnocytophaga 
Capnocytophaga 
Capnocytophaga. 
Polaribacter 


bacter filamentus 
ribacter. 


Prosthecobacter 


ecobacter vanneervenii 
eae; 


Prosthecobacter. 
Polaribacter 


bacter franzmannii 
ribacter. 


Flavobacterium 
Flavobacterium 
Flavobacterium. 
Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 
Aquimarina. 


Pibocella ponti strain 
Bacteroidetes; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 
Flavobacteriaceae; 


Maribacter aquivivus 


89871 Maribacter aquivivus Bacteria; 
Flavobacteriaceae; Maribacter. 
gi|219846159|ref|NR_025749.1| Maribacter orientalis 
91360 Maribacter orientalis Bacteria; 
Flavobacteriaceae; Maribacter. 
gi|219846158|ref|NR_025748.1| Maribacter 
sequence 4091411 4092849 Maribacter 
Flavobacteriales; Flavobacteriaceae; Maribacter. 
gi|219846157|ref|NR_025747.1| Arenibacter certesii 
94337 Arenibacter certesii Bacteria; 
Flavobacteriaceae; Arenibacter. 
gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 


gi 


strain 23-6 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
Bacteria_16S 
strain SW49 16S ribosomal RNA, partial sequence 
Flavobacteria; 
Bacteria_16S 
ammonificans strain HB-1 16S ribosomal RNA, partial seq 
ammonificans Bacteria; Aquificae; Aquificales; Desulfur 
Bacteria_16S 
strain ED 11/3LLK 
Aquificae; Aquificales; 
Bacteria_16S 


39662 
Bacteroidetes; 
39662 


39662 


39662 
strain Z-7191 16S 
Firmicutes; 


Clostridia; 


Entomoplasmatales; 
4229747 4229655 16 


Spiroplasma 
105 gi 


Flavoba 
gi 


Flavobacteriales; 
408838 408755 14 95 


604348 604265 14 95 gi 
16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; Thermovi 
892095 892062 62 95 gi 
ribosomal RNA, partial sequence 


Halanaerobiales; Halobacteroida 


6S ribosomal RNA, partial sequence 4113936 41153 
Flavobacteriales; 


219846113 


4150819 41521 


taceae; 
219846049 


4228378 42297 


265678783 
uence 


265678649 
60290 

brio. 

265678450 


890778 89219 


ceae; 


39662 


strain DSM 2588 1 
Bacteroidetes; 


39662 


Bacteria_16S 


Bacteria_16S 


Sphingobacteria; 


941504 941479 70 


979990 979899 16 


95 


104 


gi 


gi 


strain II-2 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
39662 


39662 
strain SE3104 16S 


Bacteria_16S 


Bacteria_16S 


265678418 


6S ribosomal RNA, partial sequence 940206 94166 
Sphingobacteriales; Chitinophagac 


265678391 


978631 98004 


Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
1050521 1050438 14 95 gi| 265678345 |ref|NR_028647.1 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 105058 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balneariu 
1852131 1852086 50 95 gi|219878301|ref|NR_025440.1 
ribosomal RNA, partial sequence 1850849 18521 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseosp 
2097519 2097440 16 93 gi|219878124|ref|NR_025263.1 


39662 


Bacteria_16S 


Ul 
ref 


ref 


Ae 


ref 


ref 


ref 


ref 


eae; 
ref 


407444 40891 
obacteriaceae; 


5 604369 Thermo 


3 Chitinophaga 


vibacter. 
NR_025703.1 


lasma. 
NR_025639.1 


quorivita. 
NR_029088.1 
5 

Thermovibri 
NR_028954.1 


NR_028752.1 


NR_028720.1 


Chitinophag 
NR_028693.1 


54 Ulvibacter litoralis Bacteria; 
Flavobacteriaceae; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 
Spirop 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 
cteriaceae; 


Thermovibrio 
Thermovibrio 

oO. 

Thermovibrio ruber 
vibrio ruber Bacteria; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 
Orenia. 


Chitinophaga pinensis 


pinensis Bacteria; 
a. 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Balnearium 

0 Balnearium 

m. 

Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Mesonia algae strain 


KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae; Mesonia. 


39662 Bacteria_16S 2672423 2672398 70 95 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

39662 Bacteria_16S 3017911 3017878 62 95 gi|219846912|ref|NR_026504.1| Orenia salinaria 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

39662 Bacteria_16S 3483804 3483737 14 80 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39662 Bacteria_16S 3786454 3786372 16 96 gi|219846373|ref|NR_025964.1| Mycoplasma simbae 
strain LX 16S ribosomal RNA, partial sequence 3785096 3786526 Mycoplasma simbae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

39662 Bacteria_16S 3859126 3859043 14 95 gi|219846323|ref|NR_025913.1| Mycoplasma gallinaceum 


strain DD 16S rib 
Tenericutes; Moll 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3857775 38592 


05 Mycoplasma gallinaceum Bacteria; 


39662 Bacteria_16S 75583 75523 47 105 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

39662 Bacteria_16S 215941 215868 14 86 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

39662 Bacteria_16S 311594 311512 14 95 gi|265678853|ref|NR_029159.1| Borrelia japonica 


strain HO14 16S r 
Spirochaetes; Spi 
39662 
hartmannellae str 
hartmannellae Bac 
39662 
strain E58 16S ri 
Chlamydiae; Chlam 
39662 
papyrosolvens DSM 
2782 Bacteria; Fi 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
rochaetales; 
1248332 1248308 11 35 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1367794 1367770 11 35 gi 
bosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydophila. 
1577934 1577852 14 95 gi 
2782 16S ribosomal RNA, 


rmicutes; Clostridia; Clostridiales; 


310195 31168 
Spirochaetaceae; Borrelia; 


1366379 13679 


complete sequ 
Cc 


39662 


Bacteria_16S 


2109642 2109560 14 


95 gi 


; Borrelia 
219857449 
equence 

hlamydiace 
228718799 


219846510 
ence 15765 
lostridiac 
219873437 


strain P-1 16S ri 
Firmicutes; Clost 
39662 
straminisolvens s 
straminisolvens B 
39662 
CMN3 16S ribosoma 
Spirochaetales; S 
39662 
pneumoniae strain 
pneumoniae Bacter 
39662 
spinosum strain D 


spinosum Bacteria; 


Verrucomicrobium. 
39662 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 
39662 
fusiformis strain 
Bacteria; Verruco 
39662 
dejongeii strain 
Bacteria; Verruco 
39662 
strain Co53T 16S 
Spirochaetes; Spi 
39662 
cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 
39662 
cellulolyticus st 
cellulolyticus Ba 
39662 
strain HAR-13 16S 
Chlamydiae; Chlam 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

2683177 2683095 14 95 gi 
train CSK1 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
2845495 2845413 14 95 gi 
1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
2982931 2982907 11 35 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3364871 3364847 11 35 gi 
SM 4136 16S ribosomal RNA, partial seq 
; Verrucomicrobia; Verrucomicrobiae; V 
3605811 3605775 70 105 gi 
ATCC 33612 16S ribosomal RNA, partial 

612 Bacteria; Bacteroidetes; Flavobact 


3705742 3705718 11 35 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3710297 3710273 11 35 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3760896 3760814 14 95 gi 
ribosomal RNA, partial sequence 
rochaetales; 
3851570 3851488 14 95 gi 
rain ATCC 35603 16S ribosomal RNA, par 
cc 35603 Bacteria; Firmicutes; Clostri 


3853082 3853000 14 95 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3896151 3896127 11 35 gi 

ribosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydia. 


cl 


se 
ri 


ue 
ac 


ue 


er 


se 
er 


ce 


ro. 


e 
ro. 


ti 


di 


qu 
id 


quence 
diales; 


orferi 


nce 
eae; 


nce 


quence 
ia; 


biales; 


biales; 


a; 


ence 
iales; 


2108290 21097 
ostridiu 
219857201 


219856894 
2844116 2845615 Borre 
gd 
219846935 


g 


Chl 
219846674 


rucomicr 
219846503 
Flav 


219846433 
37043 


219846430 
37089 


219846392 
3759507 37610 
Spirochaetaceae; Borrelia. 
219846328 
al seque 
Clost 


219846327 


R 


burgdorferi gro 
ref|NR_025037.1 

1246931 124845 
ae; Neochlamydi 
ref |NR_027576.1 
26 Chlamydophila 


ref|NR_026102.1 
77 1578067 Clostr 
eae; 
ref |NR_026099.2 
m. 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref|NR_024713.1 
lia sinica Bacte 
roup. 
ref|NR_026527.1 

2981577 298305 
amydophila. 
ref |NR_026266.1 

3363492 336498 
obiales; Verruco 


ref|NR_026095.1 
3604483 360597 
obacteriales; Fl 


ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_025983.1 


ref 
nce 
ridi 


NR_025918.1 

385021 

ales; Rumino 
ref|NR_025917.1 

3851732 385319 
uminococcaceae; 


219846298 
3894733 3896280 Chlamydia trachomatis Bacteria; 


ref|NR_025888.1 


o 


Clostridium. 


7 Borrelia japonica Bacteria; 


up. 
Neochlamydia 
9 Neochlamydia 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Clostridium 
idium papyrosolvens DSM 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Clostridium 
8 Clostridium 
Clostridium. 
Borrelia sinica strain 
ria; Spirochaetes; 


Chlamydophila 
5 Chlamydophila 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Chlamydia trachomatis 


39662 


39662 
strain Y12-2 16S 
Bacteroidetes; 
39662 
strain Y10-2 16S 
Bacteroidetes; 
39662 


Planctomyces. 
39662 
selenitireducens 
selenitireducens 
39662 


Proteobacteria; 
39662 
strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 

39662 


strain MLS10 16S ribosomal RNA, partial sequence 

Bacteria; Firmicutes; Bacillales; Bacillaceae; B 

967928 967859 18 86 gi| 265678400 

strain 4A 16S ribosomal RNA, partial sequence 966531 96793 
Gammaproteobacteria; Oceanospirillales; Halomonad 

1251238 1251192 36 82 gi| 219857412 

16S ribosomal RNA, partial sequence 12499 


Actinomycetales; 
39662 
capitovis strain 

capitovis Bacteri 
Corynebacteriacea 
39662 
strain Hk501 16S 

Spirochaetes; Spi 
39662 


Spirochaetales; 
39662 
strain HT31 16S r 
Spirochaetes; Spi 
39662 
tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 
39662 
humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 
39662 
strain 534-30 16S 


Bacteria_16S 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 39562 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 
Bacteria_16S 


Flavobacteria; 
Bacteria_16S 


Flavobacteria; 
Bacteria_16S 
limnophilus strain Mu 290 16S ribosomal RNA, 
limnophilus Bacte 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
afermentans subsp. 
Corynebacterium afermentans subsp. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3957670 3957588 15 95 


gi 


4226747 4226711 70 105 
ribosomal RNA, partial sequence 
Flavobacteriales; 
4228219 4228183 70 105 
ribosomal RNA, partial sequence 
Flavobacteriales; 
218952 218917 60 95 


gi 
42 


gi 
42 


gi 


960236 960209 8 35 


gi 


1501112 1501053 48 105 gi 


Corynebacterineae; Corynebacteriaceae; 
1856599 1856529 36 105 gi 
CCUG 39779 16S ribosomal RNA, partial 


e; Corynebacterium. 
3915801 3915720 15 95 

ribosomal RNA, partial sequence 
rochaetales; 
3917217 3917136 15 


gi 
39 


95 gi 
3915851 39 


Spirochaetaceae; Borrelia; Borrelia burgdorferi g 
Bacteria_16S 


3934197 3934116 15 95 
ibosomal RNA, partial sequence 
rochaetales; 
1075931 1075909 60 


gi 


82 gi 


dococcus. 
1901103 1901057 60 105 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

2012232 2012206 69 95 
ribosomal RNA, partial sequence 


gi 


Flavobacteriaceae 


Flavobacteriaceae 


complete sequence 
ria; Planctomycetes; Planctomycetacia; 


acteria; Actinobacteridae; Actinomycetales; 


a; Actinobacteria; Actinobacteridae; Actinomycet 


Spirochaetaceae; Borrelia; 


3932829 39341 
Spirochaetaceae; Borrelia. 


ain Mb8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


2010901 20124 


219846254 
219846051 
25434 42268 


219846050 
26906 42283 


265678917 


265678405 


Cory 


219846622 


afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 
afermentans Bacteria; Actinobacteria; 


Corynebac 
219878297 
sequence 


219846284 
14434 39158 
Borrelia 
219846283 
17216 Borre 


219846271 


265678327 


219878263 
sequence 


219878188 


Planctomycetales; 


Actinomycetales; 


ref|NR_025844.1| Hydrogenobaculum 
75 3957710 Hydrogenobaculum acidophilum 


ref|NR_025641.1| Aequorivita crocea 
55 Aequorivita crocea Bacteria; 
; Aequorivita. 


ref|NR_025640.1| Aequorivita lipolytica 
27 Aequorivita lipolytica Bacteria; 
; Aequorivita. 
ref|NR_029225.1] Planctomyces 
217606 219133 Planctomyces 


Planctomycetaceae; 


ref|NR_028707.1| Bacillus 

958824 960272 Bacillus 
acillus. 
ref|NR_028702.1| Halomonas campisalis 
0 Halomonas campisalis Bacteria; 
aceae; Halomonas. 
ref|NR_025000.1| Mycobacterium kubicae 
18 1251238 Mycobacterium kubicae 


nebacterineae; Mycobacteriaceae; 


ref Corynebacterium 
1499786 1501111 


Actinobacteridae; 


NR_026214.1 


terium. 
ref |NR_025436.1| Corynebacterium 
1855266 1856599 Corynebacterium 


Corynebacterineae; 


ref|NR_025874.1| Borrelia tanukii 

00 Borrelia tanukii Bacteria; 
burgdorferi group. 

ref|NR_025873.1| Borrelia turdi strain 
lia turdi Bacteria; Spirochaetes; 

roup. 
ref|NR_025861.1| Borrelia miyamotoi 
96 Borrelia miyamotoi Bacteria; 


ref |NR_028629.1] Rhodococcus 
1074605 1075935 Rhodococcus 
Corynebacterineae; 


ref|NR_025402.1| Ornithinimicrobium 
1899804 1901109 Ornithinimicrobium 
Micrococcineae; 


ref |NR_025327.1 
04 Planctomyces 


Planctomyces maris 
maris Bacteria; 


Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 


39662 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


39662 


strain UC/MF 16S 
Tenericutes; Moll 


39662 


strain WSU 86/104 


39662 


strain A37 16S ri 
Bacteroidetes; 


39662 


strain CHO01A 16S 


39662 


strain MUP 1182 1 


39662 


strain 462/2 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


4 16S ribosomal RNA, 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


Sphingobacteria; 


6S ribosomal RNA, 


3431115 3431069 60 


n CIP 81.82 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


3780462 3780383 16 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


974044 973957 11 


1719823 1719784 16 


bosomal RNA, partial sequence 
Sphingobacteriales; 


1935687 1935597 14 


ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


2148980 2148951 6 


2208086 2208003 14 


complete sequence 


complete sequence 2147582 2149114 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Planctomyc 
ref|NR_026216.1 

3429781 343112 
Actinomycetales; Coryneba 


105 gi| 219846624 


95 gi| 219846377 |ref|NR_025968.1 


96 265678395|ref|NR_028697.1 


972617 974173 Waddli 


gi 


54 219878395|ref 


gi NR_025534.1 
Sphingobacteriaceae; Pedobact 
gi|219878238|ref|NR_025377.1 
1934336 1935749 Campylobacter 
Campylobacteraceae; Cam 


219857636|ref|NR_025225.1 


103 


35 gi 


Mycobacteri 


es. 
Corynebacterium 
4 Corynebacterium 
cterineae; 


Mycoplasma sturni 


3779118 3780543 Mycoplasma sturni Bacteria; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Pedobacter cryoconitis 


1718445 1719939 Pedobacter cryoconitis Bacteria; 


er. 

Campylobacter hominis 
hominis Bacteria; 
pylobacter. 

Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 


95 gi|219857594|ref|NR_025182.1 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Mycoplasma dispar 


2206719 2208193 Mycoplasma dispar Bacteria; 


39662 
strain E42 16S ri 
Tenericutes; Moll 
39662 
equigenitalium st 
equigenitalium Ba 
39662 
strain B1/T1 16S 
Tenericutes; Moll 
39662 
strain IST7 16S r 
Spirochaetes; Spi 
39662 
narugense strain 
Bacteria; Firmicu 
39662 
cellobioparum str 
cellobioparum Bac 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2365979 2365958 14 35 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

2367489 2367468 14 35 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2484179 2484158 14 35 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2694927 2694902 70 95 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
2740173 2740110 25 86 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
3595074 3595053 14 35 gi 
ain DSM 1351 16S ribosomal RNA, partia 


gi 


qu 
la 


ce 
S; 


1 


219857483 
2364627 23660 


219857482 


219857394 


2482825 24842 


219857192 
2693690 26949 


219857161 


219846512 


teria; 


Firmicutes; 


Clostridia; 


Clostridi 


ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_024982.1 


ence 
smatacea 


ref|NR_024820.1 


ref |NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref |NR_026104.1 

3593717 359520 
ostridiaceae; Cl 


27388 
Thermod 


sequence 
ales; Cl 


39662 


Bacteria_16S 


3707260 3707236 11 


35 


gi 


219846432 


ref 


NR_026023.1 


debontii strain F 
Bacteria; Verruco 
39662 
strain CKK 16S ri 
Tenericutes; Moll 
39662 
ovipneumoniae str 
ovipneumoniae Bac 
39662 
strain M165/69 16 
Tenericutes; Moll 


39662 Bacteria_16S 3911347 3911314 62 95 gi| 219846287 |ref|NR_025877.1 
canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 3910020 391149 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
39662 Bacteria_16S 849797 849761 70 105 gi|265678480|ref|NR_028783.1 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; E 
Klebsiella. 

39662 Bacteria_16S 2326647 2326627 14 34 gi|219857512|ref|NR_025100.1 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial seq 


Clostridium stercorarium subsp. 


Clostridiaceae; C 
39662 
strain E42 16S ri 
Tenericutes; Moll 
39662 
equigenitalium st 
equigenitalium Ba 
39662 
strain SMCC W459 

Firmicutes; Clost 
39662 
strain FT2-B 16S 

Tenericutes; Moll 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
3716269 3716248 14 35 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3751785 3751702 14 95 gi 


ro. 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


lostridium. 

2365921 2365885 70 105 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2367431 2367395 70 105 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2599455 2599397 36 95 gi 


gi 


qu 
la 


ridia; Clostridiales; Peptococcaceae; De 
3908291 3908259 62 94 gi 
ribosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Ureaplasma. 


219846426 
3714904 37163 


219846398 


ain Y-98 16S ribosomal RNA, partial sequence 3750418 375189 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3754825 3754742 14 95 gi|219846396|ref|NR_025987.1 


3753459 37549 


219857483 
2364627 23660 


219857482 
219857269 
16S ribosomal RNA, partial sequence 2598095 25994 


219846289 
3906969 39084 


37058 
biales; 


70 3707337 Prosth 
Verrucomicrobiac 
ref |NR_026017.1 


ref|NR_025989.1 


ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_024900.1 


ence 
smatacea 


sulfotomacul 
ref 


um. 
NR_025879.1 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Borrelia turcica 


59 Borrelia turcica Bacteria; 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 

Clostridium 
3 Clostridium 
ostridium. 

Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 

Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Ureaplasma 
9 Ureaplasma 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


39662 Fungi_16S 1391 1284 1 105 gi| 265678352 |ref|NR_028654.1 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
39662 Fungi_16S 2900 2793 1 105 gi|265678351|ref|NR_028653.1 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
39662 Fungi_16S 4438 4331 1 105 gi|265678350|ref|NR_028652.1 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
39662 Fungi_16S 5998 5891 1 105 gi| 265678349 |ref|NR_028651.1 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
39662 Fungi_16S 7554 7447 1 105 gi| 265678348 |ref|NR_028650.1 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
39662 Fungi_16S 9056 8949 1 105 gi| 265678342 |ref|NR_028644.1 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 


Nocardia asiatica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


39662 


Fungi_16S 


10542 10435 1 


105 


gi 


219857197 


ref 


NR_024825.1 


Nocardia sienata 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

39662 Fungi_16S 12023 11916 1 105 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

39662 Archaea_16S 5831 5781 45 95 gi| 265678837 |ref|NR_029142.1| Natronorubrum 
sulfidifaciens strain AD2 16S ribosomal RNA, partial sequence 4542 5942 Natronorubrum 
sulfidifaciens Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 
39662 Archaea_16S 7280 7230 45 95 gi| 265678836 |ref|NR_029141.1| Natronorubrum aibiense 
strain 7-3 16S ribosomal RNA, partial sequence 5993 7388 Natronorubrum aibiense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

39662 Archaea_16S 11753) 11703 45 95 gi|265678819|ref|NR_029124.1| Natrialba taiwanensis 
strain Bl 16S ribosomal RNA, partial sequence 10428 11897 Natrialba taiwanensis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

39662 Archaea_16S 45613 45563 45 95 gi|254971296|ref|NR_028214.1| Natrialba asiatica 
172P1 16S ribosomal RNA, partial sequence 44288 45756 Natrialba asiatica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

39662 Archaea_16S 62133 62083 45 95 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

39662 Archaea_16S 99478 99428 45 95 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
JCM 9060 16S ribosomal RNA, partial sequence 98155 99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

39662 Archaea_16S 117703 117653 45 95 gi|254971290|ref|NR_028208.1| Haloterrigena 
saccharevitans AB14 16S ribosomal RNA, partial sequence 116378 117849 Haloterrigena saccharevitans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

39662 Archaea_16S 126670 126620 45 95 gi|254971281|ref|NR_028199.1| Natrinema altunense 
AJ2 16S ribosomal RNA, partial sequence 125343 126816 Natrinema altunense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

39662 Archaea_16S 140164 140114 45 95 gi|254971272|ref|NR_028190.1| Haloterrigena salina 
XH-65 16S ribosomal RNA, partial sequence 138837 140257 Haloterrigena salina Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

39662 Archaea_16S 143088 143038 45 95 gi|254971270|ref|NR_028188.1| Natrinema ejinorense 
EJ-57 16S ribosomal RNA, partial sequence 141762 143179 Natrinema ejinorense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

39662 Archaea_16S 153528 153478 45 95 gi|254971263|ref|NR_028181.1| Natrialba 
chahannaoensis C112 16S ribosomal RNA, partial sequence 152202 153673 Natrialba chahannaoensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

39662 Archaea_16S 155051 155001 45 95 gi|254971262|ref|NR_028180.1| Halalkalicoccus 
tibetensis DS12 16S ribosomal RNA, partial sequence 153724 155197 Halalkalicoccus tibetensis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halalkalicoccus. 

39662 Archaea_16S 159582 159532 45 95 gi|254971259|ref|NR_028177.1| Natrialba 
hulunbeirensis X21 16S ribosomal RNA, partial sequence 158257 159727 Natrialba hulunbeirensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

39662 Archaea_16S 161088 161038 45 95 gi|254971258|ref|NR_028176.1| Natrialba aegyptia 40 
16S ribosomal RNA, partial sequence 159778 161224 Natrialba aegyptia Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

39662 Archaea_16S 165586 165536 45 95 gi|254971255|ref|NR_028173.1| Haloterrigena 
thermotolerans PR5 16S ribosomal RNA, partial sequence 164277 165727 Haloterrigena thermotolerans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

39662 Archaea_16S 171553 171503 45 95 gi|254971251|ref|NR_028169.1| Halostagnicola 
larsenii XH-48 16S ribosomal RNA, partial sequence 170247 171679 Halostagnicola larsenii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halostagnicola. 

39662 Archaea_16S 174540 174490 45 95 gi|254971249|ref|NR_028167.1| Natrinema gari HIS40-3 
16S ribosomal RNA, partial sequence 173215 174619 Natrinema gari Archaea; Euryarchaeota; Halobacteria; 
Halobacteriales; Halobacteriaceae; Natrinema. 

39662 Archaea_16S 180407 180357 45 95 gi|254971244|ref|NR_028162.1| Natronolimnobius 
innermongolicus N-1311 16S ribosomal RNA, partial sequence 179100 180534 Natronolimnobius 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Natronolimnobius. 

39662 Archaea_16S 181891 181841 45 95 gi|254971243|ref|NR_028161.1| Natronolimnobius 
baerhuensis IHC-005 16S ribosomal RNA, partial sequence 180585 182019 Natronolimnobius baerhuensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronolimnobius. 

39662 Archaea_16S 196797 196747 45 95 gi|254971232|ref|NR_028150.1| Natrinema versiforme 
XF10 16S ribosomal RNA, partial sequence 195490 196927 Natrinema versiforme Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

39662 Archaea_16S 201244 201194 45 95 gi|254971229|ref|NR_028147.1| Natronorubrum 


tibetense GA33 16S ribosomal RNA, partial sequence 


Euryarchaeota; Halobacteriales; 


Halobacteria; 


199917 201390 Natronorubrum tibetense Archaea; 
Halobacteriaceae; Natronorubrum. 


39662 


Archaea; 
46876 


Halorhodospira. 
46876 


Lysobacter. 
46876 


Rubrobacteraceae; 
46876 
phaeum strain PB 
Firmicutes; 
46876 


kuznetsovii DSM 6 
46876 


Verrucomicrobium. 
46876 
thermocisternum s 


thermocisternum B 


46876 
thermobenzoicum s 


Archaea_16S 
salinarum strain 91-R6 16S ribosomal RNA, partial seque 
Euryarchaeota; 
Bacteria_1l 
neutrophila strai 
neutrophila Bacte 


Bacteria_16S 
antibioticus stra 
antibioticus Bact 


Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 


Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 
Clost Thermoa 
Bacteria_16S 


kuznetsovii strai 
Bacteria_16S 
spinosum strain D 


spinosum Bacteria 


Bacteria_16S 


Bacteria_16S 


202746 202696 45 95 


gi 
Halobacteria; Halobacteriales; 
6S 1787252 1787335 19 102 gi 


ria; Proteobacteria; 
1429064 1429146 20 102 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; 
2155731 2155793 41 103 gi 
ria; Actinobacteria; 
Rubrobacter. 

2883697 2883759 41 


Rubrobacteridae; 


103 gi 
ridia; Thermoanaerobacterales; 
3156009 3156071 41 103 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3364125 3364187 40 102 gi 


’ 


3764672 3764734 41 103 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; 
4230559 4230621 41 103 gi 


ubsp. thermosyntrophicum strain TPO 16 


n SG 3301 16S ribosomal RNA, partial s 
Gammaproteobacter 


Gammaproteobacte 


n LS-293 16S ribosomal RNA, partial se 


SM 4136 16S ribosomal RNA, partial seq 
Verrucomicrobia; Verrucomicrobiae; V 


Clost 


219878416 
nce 20144 


219878344 
equence 
ia; 


224581439 
sequence 
ria; Xanth 


219857631 
quence 
Rubrobacte 


219856869 


naerobacte 
219846818 
sequence 
Clostridia 
219846674 
uence 
errucomicr 


219846388 
sequence 
ridiales; 
219846048 
S ribosoma 


Halobacter 


Chroma 


ref|NR_025555.1 
1 202874 Haloba 
iaceae; Halobact 
ref |NR_025483.1 

1786631 178798 
tiales; Ectothio 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


ref |NR_025220.1 
155131 215660 


rales; Rubrobact 


ND 


ref|NR_024688.1 
race 
ref 
3 


ae; Thermace 
NR_026410.1 
155325 315690 
les; Peptococcac 
ref|NR_026266.1 

3363492 336498 
obiales; Verruco 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025638.1 
1 RNA, partial s 


Halobacterium 
cterium salinarum 
erium. 

Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Rubrobacter 
6 Rubrobacter 


erineae; 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Desulfotomaculum 

1 Desulfotomaculum 

eae; Desulfotomaculum. 
Verrucomicrobium 

3 Verrucomicrobium 

microbiaceae; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 

Desulfotomaculum 
equence 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 
46876 
strain JW/AS-Y6 1 
Firmicutes; Clost 
46876 
thermoautotrophic 
thermoautotrophic 


Pe 


Moorella group; M 
Bacteria_16S 


46876 
ammonificans stra 
ammonificans Bact 
46876 


Aquificae; Aquifi 
46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
strain ED 11/3LLK 


Bacteria_16S 


ptococcaceae; Desulfotomaculum. 
257878 257939 41 102 
6S ribosomal RNA, comp 
ridia; Thermoanaerobacterales; Thermoa 
332324 332385 41 102 gi 
a strain JW 701/3 16S ribosomal RNA, c 
a Bacteria; Firmicutes; Clostridia; Th 
oorella. 

408096 408157 42 


gi 


103 gi 
eria; Aquificae; Aquificales; Desulfur 
603598 603659 42 103 gi 
16S ribosomal RNA, partial sequence 

cales; Desulfurobacteriaceae; Thermovi 
728022 728083 42 103 gi 


sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 
46876 
strain OS Hl 16S 
Firmicutes; Clost 
46876 
denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 
46876 
lithotrophicum st 
lithotrophicum Ba 
46876 
strain EX-H1 16S 
Aquificae; Aquifi 
46876 
azorense Az-Ful s 
azorense Az-Ful B 
46876 
lactoaceticus 6A 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


acteria; Gammaproteobacteria; Chromati 
850518 850579 41 102 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
902205 902266 41 102 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


1049770 1049831 42 103 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1191571 1191632 42 103 gi 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; Persephone 
1241581 1241642 42 103 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1301579 1301640 42 103 gi 


in HB-1 16S ribosomal RNA, partial seq 


265678890 


lete sequence 257219 25873 


naerobacte 
265678839 
omplete se 
ermoanaero 


265678783 
uence 
obacteriac 
265678649 
60290 
brio. 
265678563 
72737 
ales; Ecto 
265678479 


849874 85135 


e; Heliore 
265678443 
quence 
eria; Chro 
265678345 
quence 

urobacteri 
228715750 


1190944 11924 


lla. 

219878120 
1 sequence 
genotherma 
219846639 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 
46876 Bacteria_16S 1304689 1304750 42 103 gi| 219846460 


owensensis OL 16S 


Sedis; Caldicellu 


ribosomal RNA, partial sequence 


losiruptor. 


ref|NR_029198.1 
race 
ref 

quen 
bact 


ae; Moorella 
NR_029144.1 
ce 331642 
erales; Ther 


ref|NR_029088.1 

407444 408915 
eae; Thermovibri 
ref |NR_028954.1 
5 604369 Thermo 


ref |NR_028867.1 
0 728734 Thior 
thiorhodospirace 
ref |NR_028782.1 


stis. 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 


ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref|NR_027538.1 
06 Persephonella 


ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref |NR_026231.1 


naerobacterales 


ref 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Moorella 

333194 Moorella 
moanaerobacteraceae; 


Thermovibrio 
Thermovibrio 

oO. 

Thermovibrio ruber 
vibrio ruber Bacteria; 


Thiorhodospira 
odospira sibirica 

ae; Thiorhodospira. 
Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Balnearium 
0 Balnearium 
m. 
Persephonella marina 
marina EX-H1 Bacteria; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


NR_026051.1 


Caldicellulosiruptor 


1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Incertae 


4229850 4231400 


46876 
kristjanssonii 17 


Bacteria_16S 1324597 1324658 42 103 gi 
7R1B strain 16S ribosomal RNA, partial 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; 
Family III. Incertae Sedis; Caldicellulosiruptor. 
46876 Bacteria_16S 1982105 1982166 42 103 
strain Cm al3 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; 
46876 Bacteria_16S 1983690 1983751 42 103 gi| 219878206 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxoco 
Chondromyces. 
46876 Bacteria_16S 
apiculatus strain 
apiculatus Bacter 
Chondromyces. 


219878140 
sequence 
Thermoana 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


gi|219878207 
1981436 19829 


ref|NR_025346.1] Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025345.1] Chondromyces 

1983024 1984558 Chondromyces 


ccales; Sorangiineae; Polyangiaceae; 


, 


1985274 1985335 42 103 gi| 219878205 
Cm al4 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; Myxococ 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


46876 


guaymasensis stra 
Bacteria; Aquific 


46876 


Bacteria_16S 


Bacteria_16S 


2231534 2231595 42 


2286621 2286682 42 


103 gi 


in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 


103 gi 


219857578 
nce 22309 
Pe 
219857541 


rsephone 


thiocyanoxidans s 


train ARh 2 16S ribosomal RNA, partial s 


equence 


ref|NR_025166.1 
13 2232371 Persep 
ilas 
ref|NR_025129.1 

2285990 228738 


Persephonella 


honella guaymasensis 


Thioalkalivibrio 
3 Thioalkalivibrio 


thiocyanoxidans B 
Thioalkalivibrio. 
46876 Bacteria_16S 2470066 2470127 41 102 gi 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
46876 Bacteria_16S 2471572 2471633 42 103 gi 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 


acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
219857403 
ce 24694 
ales; Ecto 
219857402 
24709 


Ecto 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 


ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024990.1 
21 2472353 Thioal 
thio e 


ales; 


46876 
hydrogeniphila st 
hydrogeniphila Ba 
46876 
toyohensis strain 
TOBE Bacteria; Fi 
46876 
strain IFO 12702 


46876 
brevicatena strai 
brevicatena Bacte 
Sporichthya. 
46876 
hydrogenophilus s 
hydrogenophilus B 
46876 
oxalivorans strai 
oxalivorans Bacte 
46876 
oxalaticus strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2727469 2727530 42 103 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2755644 2755705 42 103 gi 
ToBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2826421 2826506 19 104 gi 


qu 
en 


ne 
er 


ki 
2944206 2944291 19 104 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


2995879 2995940 42 103 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3121288 3121349 42 103 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3122835 3122896 42 103 gi 
RAOx1 16S ribosomal RNA, partial sequ 


s 
ic 


eq 
EL 


en 


219857169 


219857149 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
Bacteria_16S 219856827 
Actinomyc 


219846926 


219846841 


ence 
othermac 


e 27549 
ales; Th 


neae; Sp 


equence 


equence 


aceae; H 


uence 
aceae; 


ce 31221 


Aneur 
219846840 


rhodospirac 
ref|NR_024797.1 

2726822 272832 
eae; Persephonel 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024727.1 


orichthyaceae; S 
ref|NR_024646.1 

2943614 294507 
etales; Frankine 


NR_026518.1 
2995219 299673 
ydrogenobacter. 
ref |NR_026433.1 

3120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 


Persephonella 

8 Persephonella 
la. 
Thermanaeromonas 


aceae; 


porichthya. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Hydrogenobacter 
2 Hydrogenobacter 


Ammoniphilus 

0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 


naeromonas toyohensis 

Thermanaeromonas. 
Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 


urinibacil 
219846433 
ce 37043 
robiales; 

219846430 
e 37089 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Ane 
46876 Bacteria_16S 3704963 3705040 8 85 gi 
fusiformis strain FC4 16S ribosomal RNA, partial sequen 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
46876 Bacteria_16S 3709519 3709596 8 85 gi 
dejongeii strain FC1l 16S ribosomal RNA, partial sequenc 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 
46876 Bacteria_16S 3829810 3829871 42 103 gi| 219846342 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 38306 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Helioba 
46876 Bacteria_16S 3956928 3956989 42 103 gi| 219846254 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 39562 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 
46876 Bacteria_16S 4206239 4206300 42 103 gi|219846071 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Ch 
Thioalkalivibrio. 

46876 Bacteria_16S 4207737 4207798 42 103 gi 
thermautotrophica strain 41 16S ribosomal RNA, partial 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clo 
Sedis; Carboxydocella. 

46876 Bacteria_16S 1114453 1114537 20 104 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 


lus group; Ammon 
ref |NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_026021.1 
07 3710374 Prosth 


iphilus. 
Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
Verrucomicrobiaceae; Prosthecobacter. 
ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 
cterium. 
ref|NR_025844.1 
75 3957710 Hydrog 


Hydrogenobaculum 
enobaculum acidophilum 


ref|NR_025661.1 
4205616 420703 
romatiales; Ecto 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


219846070 
sequence 


stridiales; 


ref|NR_025660.1 
4207086 420854 
Clostridiales 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


46876 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
46876 Bacteria_16S 3495259 3495343 20 104 gi|219846579|ref|NR_026171.1 
strain DSM 44070 16S ribosomal RNA, complete sequence 34946 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 

Thermocrispum. 

46876 Bacteria_16S 2044689 2044772 19 102 gi| 219878165 |ref|NR_025304.1 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Lutei 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
gi 
NA, partial sequence 20208 
Thermoanaerobacte 


46876 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter. 


46876 
subsp. 


46876 


strain A288 16S r 
Actinobacteria; Actinobacteridae; Actin 
Actinomadura. 


46876 


strain A10 16S ri 
Actinobacteria; Actinobacteridae; Actin 
Actinomadura. 


46876 


strain NGA 16S ri 
Synergistetes; 


46876 


strain JCM3369 16 
Actinobacteria; Actinobacteridae; Actin 
Actinomadura. 


46876 


strain JCM3146 16 


46876 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


46876 


strain JCM 3325 1 


46876 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


46876 


46876 


46876 


46876 


rifamycini 
cremea subsp. 
Streptosporangine 


Bacteria_16S 
paradoxus strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Thermomonosporaceae; 


46876 


Bacteria_16S 
luteofluorescens 
luteofluorescens 


Thermomonosporaceae; 


46876 


Bacteria_16S 


ain BT 16S ribosomal R 
teria; 


strain INA 1349 16S r 
rifamycini Bacteria; Acti 
ae; 


S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; Actin 
Actinoallomurus. 


ATCC 43269 16S riboso: 
Actinobacteria; Ac 
Actinomadura. 


ia; 
ae; 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 
Actinomadura. 


n HAG 010767 16S ribos 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 
Bacteria_16S 
strain A290 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
Actinomadura. 
Bacteria_16S 
strain DSM 43764 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
Actinomadura. 
Bacteria_16S 
strain DSM 43067 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
Actinomadura. 
Bacteria_16S 
rugatobispora str 


rugatobispora Bac 


ain IFO 14382 16S ribo 
teria; Actinobacteria; 
Actinomadura. 


strain 04745 16S ribos 
Bacteria; Actinobacter 
Actinomadura. 


2441213 2441273 43 


202730 202792 41 
Firmicutes; 


268314 268376 41 


Thermomonosporaceae; 


1528948 1529010 41 


1530456 1530518 41 


1534991 1535053 41 


1746491 1746553 41 


2310712 2310774 41 


3252992 3253054 41 


3254490 3254552 41 


3726091 3726153 41 


3728998 3729060 41 


3731911 3731973 41 


Clostridia; 


omycetales; 


al sequence 
omycetales; 


sequence 
omycetales; 


103 


103 


103 gi 


ibosomal RNA, partial sequ 
nobacteria; Actinobacterid 
Actinomadura. 


103 gi 


15 


103 gi 


mal RNA, partial sequence 
tinobacteridae; 


103 gi 


ial sequence 1534373 15358 
omycetales; 


103 gi 


omal RNA, partial 


103 gi 


23 


103 gi 


tial sequence 3252379 32538 
omycetales; 


103 gi 


tial sequence 3253877 32553 
omycetales; 


103 gi 


somal RNA, partial 
Actinobacteridae; 


103 gi 


omal RNA, partial 
ia; Actinobacteridae; 


103 gi 


gi 
ARh1 16S ribosomal RNA, partial sequence 


Streptosporang 


219857426 
24405 


265678928 


265678881 


219857434 
28339 15297 


219857433 


219857414 


219878376 


sequence 


219857522 


219846752 


219846751 


219846417 


219846415 
sequence 


ae; 


404961 405023 41 103 gi| 265678785 |ref|NR_029090.1 
ibosomal RNA, partial sequence 404351 405830 Actinomadura 
omycetales; Streptosporangineae; 
469527 469589 41 103 gi| 265678738 |ref|NR_029043.1 
bosomal RNA, partial sequence 468944 470395 Actinomadura 
omycetales; Streptosporangineae; 
676549 676611 41 103 gi| 265678598 |ref|NR_028903.1 
bosomal RNA, partial sequence 675861 677456 Anaerobaculum 
Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 
1527444 1527506 41 103 gi| 219857435 |ref|NR_025023.1 
S ribosomal RNA, partial sequence 1526835 15282 


Streptosporangineae; 


ref 


ref 


10109 2311529 Actinomadura 
Streptosporanginea 


ref 


26 Actinomadura 
Streptosporanginea 


ref 


21 Actinomadura 
Streptosporanginea 


ref 


sequence 3725501 372690 
Actinomycet 


ref 


219846413 


ref 


ref eI 
72 2442029 Thioa 


aceae; 
ref 
7 203611 Copro 
rales; 


ref 
ence 


ref 
96 Actinoallomurus spadix Bacteria; 
Thermomonosporaceae; 


ref el 
1529847 153130 
Actinomycetales; 


ref 
13 Actinomadura 
Streptosporangineae; 


1745863 174730 
Actinomycetal 


3728410 372981 
Actinomy 


NR_025014.1 


NR_029236.1 


NR_029187.1 


NR_025022.1 


NR_025021.1 


NR_025002.1 


NR_025515.1 
es; Streptos 
NR_025110.1 
e; Thermomon 
NR_026344.1 
e; Thermomon 
NR_026343.1 
e; Thermomon 
NR_026008.1 
ales; Strept 
NR_026006.1 


cetales; Str 


267723 
Actinomycetales; 


Thioalkalivibrio 


lkalivibrio paradoxus 


Thioalkalivibrio. 
Thermocrispum agreste 


39 3496156 Thermocrispum agreste 
donocardineae; Pseudonocardiaceae; 


Luteimonas mephitis 


monas mephitis Bacteria; 
Luteimonas. 


Coprothermobacter 


thermobacter 
Thermodesulfobiaceae; 


Actinomadura cremea 
269132 Actinomadura 


Actinomadura meyerae 


meyerae Bacteria; 
Thermomonosporaceae; 


Actinomadura latina 


latina Bacteria; 
Thermomonosporaceae; 


Anaerobaculum mobile 
mobile Bacteria; 


Actinomadura yumaensis 


88 Actinomadura yumaensis Bacteria; 


ineae; Thermomonosporaceae; 


Actinomadura spadix 


Actinomadura 
8 Actinomadura 


Streptosporangineae; 


Actinomadura vinacea 


vinacea Bacteria; 
Thermomonosporaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


NR_026004.1 


Actinomadura coerulea 


strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


46876 Bacteria_16S 


3733372 3733434 41 


103 gi|219846412 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 


atramentaria Bacteria; Actinobacteria; Actinobacteridae; 
Actinomadura. 


Thermomonosporaceae; 
46876 Bacteria_16S 


4218422 4218484 41 


103 gi| 219846062 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 
Actinomadura. 


Thermomonosporaceae; 
46876 Bacteria_16S 
strain F 16S ribo 
Clostridia; 


46876  Bacteria_16S 


83733 83794 42 


somal RNA, partial sequence 83062 
Clostridiales; 


86760 86821 42 


Ruminococcaceae; Anaerofilum. 


103 gi| 265679007 


84529 
103 


gi| 265679005 


pentosovorans strain Fae 16S ribosomal RNA, partial sequence 


pentosovorans Bacteria; 


46876 Bacteria_16S 


wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


Bacteria; Firmicutes; 
46876 Bacteria_16S 


acidaminovorans strain sr15 16S ribosomal RNA, partial 
acidaminovorans Bacteria; 


46876 Bacteria_16S 


strain Tf 16S ribosomal RNA, partial 
lales; 


Bacil 
Bacteria_16S 


Firmicutes; 
46876 
variabile strain 
Bacteria; Firmicutes; 
46876 Bacteria_16S 


prausnitzii strain ATCC 27768 16S ribosomal RNA, partia 


prausnitzii Bacteria; 


46876 Bacteria_16S 


Clostridia; 


Firmicutes; 
105121 105182 41 


483331 483392 42 


PB90-1 16S ribosomal RNA, partial sequence 


Opitutae; Opituta 
46876 Bacteria_16S 
jannaschii strain 
Bacteria; 


46876 Bacteria_16S 


strain S1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


46876 Bacteria_16S 


catellatispora strain 3.24 16S ribosoma 
catellatispora Bacteria; Actinobacteria; 
Actinomadura. 


Thermomonosporaceae; 
46876 Bacteria_16S 


siderophilus strain SR4 16S ribosomal R 


siderophilus Bacteria; 
Thermoanaerobacter. 
46876 Bacteria_16S 
strain BT-H1 16S 
Firmicutes; 
46876 Bacteria_16S 


strain LK2-10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 
46876 Bacteria_16S 


strain I-273 16S ribosomal RNA, 


ribosomal RNA, 
Clostridia; 


les; Opitutaceae; Opitutus. 


812707 812760 50 


ALM2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


837052 837117 39 


889899 889960 41 


905217 905278 41 


Firmicutes; 


939284 939345 41 


Clostridiales; 
1048170 1048255 19 


1115978 1116063 19 


Clostridia; 


complete sequence 
Heliobacteriaceae; 


partial sequence 


Clostridiales; 


102 gi| 265678993 


Ss; 


103 gi| 265678729 


695588 697067 Opitutus 


NA, partial sequence 90455 
Clostridia; 


102 gi| 265678419 


938639 94015 


104 


gi| 265678346 
1047573 10490 


104 gi| 265678298 


1115364 11168 


Actinomy 


Actinomyceta 


Anaerofil 


10448 
Thermoanaer 


Heliore 


omonosporineae 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


stis 
ref 


ref 


3732782 37341 


ceta Strepto 


4217823 42192 
Strepto 


86091 
Ruminococcaceae; 


8 906118 Thermo 
Thermoanaerobacterales 


NR_026003.1 
9 
les; 
NR_025652.1 
9 
les; 


NR_029315.1 
NR_029313.1 
87556 


NR_029301.1 


NR_029034.1 


terrae Bacte 


; Thermoanae 


NR_028721.1 


NR_028648.1 


NR_028599.1 


um agile Bacteria; 


Actinomadura 
0 Actinomadura 
sporangineae; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Anaerofilum agile 
Firmicutes; 


Anaerofilum 
Anaerofilum 


Anaerofilum. 


Thermoanaerobacter 


6 105949 Thermoanaerobacter wiegelii 
obacteraceae; 


Thermoanaerobacter. 
Dethiosulfovibrio 


sequence 482698 484170 Dethiosulfovibrio 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
511062 511123 42 103 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
sequence 510382 511906 Geobacillus debilis Bacteria; 
Bacillaceae; Geobacillus. 
539994 540055 41 102 gi| 265678692 |ref|NR_028997.1| Subdoligranulum 
BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 

Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 
594577 594638 42 103 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 

1 sequence 593943 595404 Faecalibacterium 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 
696249 696310 42 103 gi|265678585|ref|NR_028890.1| Opitutus terrae strain 


ria; Verrucomicrobia; 


103 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
812035 813508 Thioalkalivibrio jannaschii 
Ectothiorhodospiraceae; Thioalkalivibrio. 
104 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
836449 837910 Nocardia fluminea Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 
102 gi| 265678451 |ref|NR_028753.1| Actinomadura 
1 RNA, partial sequence 889276 890727 Actinomadura 
Actinobacteridae; Actinomycetales; Streptosporangineae; 
102 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 


anaerobacter 
robacteraceae; 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 
; Micromonosporaceae; 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

46876 Bacteria_16S 1171987 1172048 42 103 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 

46876 Bacteria_16S 1178038 1178087 41 90 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 


Bacteria; 
46876 Bacteria_16S 
pacificum DSM 126 
DSM 12653 Bacteria; 
Carboxydibrachium. 
46876 Bacteria_16S 
colombiense DSM 1 
12261 Bacteria; 
46876 Bacteria_16S 


Spirochaetes; 


1194665 1194726 41 


53 16S ribosomal RNA, partial sequence 
Firmicutes; 


Clostridia; 


1200701 1200762 42 


2261 16S ribosomal RNA, partial sequence 
Synergistetes; 


Synergistia; 
1271655 1271716 42 


2077 16S ribosomal RNA partial sequence 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 


Spirochaetales; Brachyspiraceae; 


102 228715634 
11940 


Thermoanaerobacterale 


gi 


103 228715386 


12000 


gi 


Synergistales; 
103 gi| 219846399 


Brachyspira. 


ref 


Ss; 


ref 


Synergistaceae; 


NR_027536.1 


NR_027531.1 


ref 


NR_025990.1 


Carboxydibrachium 


29 1195514 Carboxydibrachium pacificum 
Thermoanaerobacteraceae; 


Aminobacterium 


61 1201579 Aminobacterium colombiense DSM 
Aminobacterium. 


Desulfonema magnum DSM 


1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 


46876 


Bacteria_16S 
brockii subsp. brockii strain HTD4 

Thermoanaerobacter brockii subsp. brockii Bacteria; 
Thermoanaerobacterales; 


1313731 1313792 41 102 gi 
16S ribosomal RNA, 


Thermoanaerobacteraceae; 


Thermo 


228718892 


partial sequence 
Firmicutes; 
anaerobacter. 


46876 


Bacteria_16S 


1451971 1452056 19 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


e; Micromonospora. 


46876 


caeruleus subsp. 


Actinomycetales; 


46876 


brockii subsp. 


Thermoanaerobacte 


46876 


strain HS-5 16S r 
Actinobacteria; 


46876 Bacteria_16S 1866550 1866635 19 104 gi|219878290|ref|NR_025429.1 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

46876 Bacteria_16S 2087695 2087756 42 103 gi|219878131|ref|NR_025270.1 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 

46876 Bacteria_16S 2337793 2337854 41 102 gi|219857503|ref|NR_025091.1 


strain BG29 16S r 
Firmicutes; 


46876 


marinus strain sr 
Bacteria; 


46876 


yonseiensis strai 
Bacteria; 


46876 


peptonophila stra 
peptonophila Bact 


46876 


strain ILE-3 16S 
Synergistetes; 


46876 


strain K97-0003 1 


46876 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


46876 


minutisporangium 


Frankineae; 


46876 


strain IFO 12513 


46876 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


46876 


campanulatus stra 
campanulatus Bact 


Bacteria_16S 


1494353 1494438 19 


104 


n AA459 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


104 


caeruleus strain DSM 44103 16S ribosomal 


gi| 224581419 


gi|219846703 


Actinomycetales; 


RNA, partial sequence 


ref|NR_027577.1 


ref 


NR_027200.1 


ref |NR_026295.1 


Thermoanaerobacter 


1313094 1314606 
Clostridia; 


Micromonospora 


1451367 1452843 Micromonospora 
Micromonosporineae; 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


1506228 1506289 41 


Thermoanerobacter brockii subsp. 


Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
Firmicutes; 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


rales; 


Synergistetes; 


eria; 


Synergistia; 


1705346 1705427 8 


Clostridiales; 
2351426 2351487 42 


Synergistia; 
2387941 2388002 41 


Clostridia; 
2451891 2451952 41 


Firmicutes; 
2560290 2560351 42 


2724353 2724438 19 


2796217 2796302 19 


2797743 2797824 23 


Micromonosporineae; Micromonosporaceae; 


102 


lactiethylicus strain SEBR 5268 16S ribosomal RNA, 
lactiethylicus 
Thermoanaerobacteraceae; 


89 


ibosomal RNA, partial sequence 
Rubrobacteridae; Thermoleophilales; The 


ibosomal RNA, partial sequence 


Clostridia; Heliobacteriaceae; 


103 


12 16S ribosomal RNA, partial sequence 
Synergistales; 


102 


n KB1l 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


102 


in KCTC 9740 16S ribosomal RNA, partial 
Bacillales; 


103 


ribosomal RNA, partial sequence 
Synergistales; 


104 


6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


104 


ain IFO 13941 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


104 


strain IFO 15962 16S ribosomal RNA, partial sequ 


Thermoactinomyceta 


Synergistaceae; 


gi| 219846365 


Bacteria; 


Thermoanaerobacter. 


gi|219878404 
1704738 17061 


2337153 23386 


219857493 
23507 


gi 


219857468 
23873 


gi 


219857418 
sequence 


gi 


gi| 219857337 
2559665 25611 
Aminob 


gi| 219857172 


219857119 
sequenc 


gi 


gi|219857118 


Couchioplanes. 


rmoleophilaceae; 


Synergistaceae; 


Actinomycet 


ref|NR_025956.1 


Firmicutes; 


ref|NR_025543.1 


ref |NR_025081.1 


ref|NR_025056.1 


ref|NR_025006.1 

2451243 245274 
ceae; 
ref |NR_024925.1 


acterium. 
ref |NR_024800.1 


neae; Micromonos 
ref|NR_024747.1 
e 2795622 279709 


ref 
ence 


NR_024746.1 
279714 


Micromonosporaceae; 


Seinonella. 


Thermoanerobacter 


partial sequence 1505601 1507107 
Clostridia; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
Thermoleophilum. 


Asanoa ishikariensis 
ishikariensis Bacteria; 
Asanoa. 
Desulfurobacterium 


2087053 2088498 Desulfurobacterium 
Desulfurobacterium. 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 
Heliobacterium 


Dethiosulfovibrio 


96 2352265 Dethiosulfovibrio marinus 
Dethiosulfovibrio. 


Thermoanaerobacter 


07 2388807 Thermoanaerobacter yonseiensis 
Thermoanaerobacteraceae; 


Thermoanaerobacter. 
Seinonella 
3 Seinonella 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Actinoplanes 
4 Actinoplanes 


ales; Micromonosporineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2799260 2799345 19 


2805347 2805432 19 


2808391 2808476 19 


Cryptosporangiaceae; Cryptosporangium. 


104 


16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


104 


in IFO 14935 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


104 


2 
in IFO 12511 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


gi| 219857117 


219857113 
sequence 
Actinomy 


gi 


19857111 
sequence 
Actinomy 


gi 


Micromonosporaceae; Actinoplanes. 


46876 


strain JCM 9312 1 


46876 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2829495 2829580 19 


2891108 2891193 19 


2941174 2941259 19 


104 


6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
Catenuloplanes. 


104 


n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


104 


gi| 219856904 


219856862 
sequence 


gi 


Actinomycetales; 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 

2804752 280622 
cetales; Micromo 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


ref|NR_024725.1 


neae; Micromonos 


ref|NR_024681.1 
2890502 289195 
Micromon 


gi| 219856829 


aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


ref|NR_024648.1 
2940579 294204 


Virgisporangium 
7 Virgisporangium 


aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
46876 Bacteria_16S 2942690 2942775 19 104 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
46876 Bacteria_16S 3083817 3083878 41 102 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
46876 Bacteria_16S 3103181 3103266 19 104 gi|219846853|ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 
46876 Bacteria_16S 3174206 3174267 41 102 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
46876 Bacteria_16S 3287803 3287864 42 103 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 
46876 Bacteria_16S 3340984 3341069 19 104 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
46876 Bacteria_16S 3345558 3345643 19 104 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
46876 Bacteria_16S 3347084 3347169 19 104 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
46876 Bacteria_16S 3708000 3708077 8 85 gi|219846431|ref|NR_026022.1| Prosthecobacter 
vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
46876 Bacteria_16S 3712548 3712633 19 104 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 
46876 Bacteria_16S 3724631 3724692 42 103 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
46876 Bacteria_16S 3730454 3730515 42 103 gi|219846414|ref|NR_026005.1| Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 
46876 Bacteria_16S 3879846 3879907 42 103 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
46876 Bacteria_16S 3881413 3881474 41 102 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
46876 Bacteria_16S 3882985 3883046 41 102 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
46876 Bacteria_16S 3902915 3902996 23 104 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
46876 Bacteria_16S 3917861 3917946 19 104 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 
46876 Bacteria_16S 4188167 4188216 41 90 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 


w 


46876 Bacteria_16S 132620 132684 40 104 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

46876 Bacteria_16S 879209 879269 42 102 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 


marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


46876 


46876 


46876 


46876 


46876 


46876 


46876 


46876 


46876 


46876 


thermoacetoxidans 
thermoacetoxidans 


46876 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
Prochlorococcaceae; 


Bacteria_16S 
hydrothermale str 
hydrothermale Bac 
Desulfacinum. 
Bacteria_16S 
strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 
Bacteria_16S 
strain KMM 1376 1 
Proteobacteria; 


Bacteria_16S 


Bacteria_16S 


teria; 


6S ribosomal RNA, 


Prochlorococcus. 
883837 883897 42 


Proteobacteria; 


1333764 1333848 20 


1755665 1755725 43 


2519770 2519830 41 


ibosomal RNA, partial sequence 
Coriobacteridae; 
Bacteria_16S 
strain SIR-1 16S 
Proteobacteria; 


2730518 2730578 42 


ribosomal RNA, partial sequence 

Deltaproteobacteria; Myxococcales; 
Bacteria_16S 
strain 1A-C 16S r 


3310688 3310772 20 


ibosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
strain HI 11/12 1 
Bacteria; Aquific 


1230964 1231011 42 


2823485 2823532 42 


3706492 3706559 18 


Coriobacteriales; 


radiotolerans strain P 1 16S ribosomal 
radiotolerans Bacteria; Actinobacteria; 


Rubrobacteraceae; 


Rubrobacter. 


102 


104 


103 


101 
25 


102 gi 


27 


104 gi 


33 


89 gi 


complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermocrinis. 
Bacteria_16S 
subterraneus stra 
subterraneus Bact 


89 gi 


in HGP1 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Aquificaceae; 
Bacteria_16S 
debontii strain F 
Bacteria; Verruco 


85 gi 


C3 16S ribosomal RNA, partial sequence 


Rubrobacteridae; 


46876 Bacteria_16S 582527 582589 41 103 gi 
strain LF13 16S ribosomal RNA, partial sequence 
Caldithrix. 

46876 Bacteria_16S 703617 703679 41 103 gi 


strain ThSch 12 1 
Proteobacteria; 
46876 
auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
46876 
scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae 
46876 
strain SW32 16S r 
Proteobacteria; G 
46876 
LMG 19981 16S rib 
Proteobacteria; G 
46876 
strain DSM 5651 1 
Proteobacteria; D 
46876 
marimammalium str 
marimammalium Bac 
Actinomycetaceae; 
46876 
roseopersicina st 
roseopersicina Ba 


G 


Bacteria_16S 
in KM-4927 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 
rain DSM 229 16S ribosomal RNA, partial 


1031247 1031332 19 


e; Micromonospora. 
1097729 1097815 19 


; Streptomyces. 
1483802 1483864 41 


1814744 1814806 41 


1895818 1895880 41 


1910479 1910565 18 


Actinomyces. 


2061675 2061737 41 


cteria; Proteobacteria; 


46876 


Bacteria_16S 


2183090 2183176 18 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Bacteria_16S 


104 gi 


104 gi 


103 gi 


103 gi 
103 gi 


104 gi 


103 gi 


104 gi 


gi 
ain MT-96 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 
6S ribosomal RNA, partial sequence 1333148 13346 
acteria; Actinobacteridae; Actinomycetales; 


gi 
6S ribosomal RNA, partial sequence 1755010 17565 
Gammaproteobacteria; Oceanospirillales; 
Bacteria_16S 
ATCC 700122 16S r 
Actinobacteria; 


gi 


265678455 


228721490 


219878369 


219857364 
19150 25206 


Coriobacterineae; 


219857167 


219846713 


Micrococcineae; 


219878275 


219856908 


219846432 


265678664 


581868 58337 


265678580 


6S ribosomal RNA, partial sequence 702960 70436 
ammaproteobacteria; Chromatiales; Chro 
Bacteria_16S 


265678357 


n TT1-11 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


265678311 
sequence 


219857506 


1483159 14846 


219878326 


1814099 18155 


219878267 


6S ribosomal RNA, partial sequence 1895145 18966 
eltaproteobacteria; Desulfobacterales; 
Bacteria_16S 
ain CCUG 41710 16S ribosomal RNA, partial sequen 
teria; Actinobacteria; Actinobacteridae; 


219878256 


219878149 


219857611 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


Rubrobactera 


matiaceae; 


Actinomycetal 


sequence 
Gammaproteobacteria; 


ref 
8 


ref 


32 Beutenbergia 
Micrococcineae; 


ref 


Halomonadaceae; 


ref 


ref 


29867 2731350 Plesiocystis 
Nannocystineae; 


ref 


ref 


93 Thermocrinis 


ref 


2822817 28243 
Hydrogenobacter. 


ref 


3705870 3707337 Prost 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


5 Lamprocystis 
Lamprocystis. 


1030633 103211 
Micromonosporineae; 


1097121 109859 
Actinomyceta 


59 Desulfococcus 
Desulfobacter 


ce 1909867 191128 


Actinomycet 


2061023 206241 
Chromatiales; 


NR_028757.1 
83190 88465 


NR_027613.1 


NR_025508.1 


NR_024952.1 


NR_024795.1 


NR_026305.1 


NR_025414.1 


NR_024729.1 


NR_026023.1 


les; 


NR_028969.1 


NR_028885.1 


NR_028659.1 
es; 
NR_028613.1 
les; 
NR_025094.1 


Kushneria 
NR_025465.1 


Fulvimona 
NR_025406.1 


aceae; Desul 
NR_025395.1 
ales; Actino 


NR_025288.1 


NR_025200.1 


ND 


Desulfacinum 


0 Desulfacinum 
Syntrophobacterales; 


Syntrophobacteraceae; 


Beutenbergia cavernae 


cavernae DSM 12333 
Beutenbergiaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonas. 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 
Coriobacteriaceae; 


Slackia. 
Plesiocystis pacifica 


pacifica Bacteria; 
Nannocystaceae; 


Plesiocystis. 
Georgenia muralis 


10081 3311497 Georgenia muralis Bacteria; 
Bogoriellaceae 


; Georgenia. 
Thermocrinis albus 


albus DSM 14484 


Hydrogenobacter 


13 Hydrogenobacter 


Prosthecobacter 


hecobacter debontii 


microbia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
53772 53830 41 99 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
262262 262324 41 103 gi| 265678885 |ref|NR_029191.1]| Rubrobacter 
RNA, complete sequence 261591 263140 Rubrobacter 


Rubrobacterineae; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Lamprocystis purpurea 


purpurea Bacteria; 


Micromonospora 
4 Micromonospora 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
Halomonadaceae; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 

Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Actinomyces 
2 Actinomyces 
mycineae; 


Lamprocystis 
5 Lamprocystis 


Chromatiaceae; Lamprocystis. 


Actinomyces 


182453 2183877 Actinomyces 


46876 Bacteria_16S 2450342 2450404 41 103 gi| 219857419 |ref|NR_025007.1 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 24511 

Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

46876 Bacteria_16S 2624912 2624974 41 103 gi| 219857248 |ref|NR_024878.1 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 262575 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 

Rhodanobacter. 

46876 Bacteria_16S 2739440 2739502 41 102 gi|219857161|ref|NR_024789.1 


narugense strain 
Bacteria; 
46876 
platensis strain 
Bacteria; 
46876 
strain DSM 1030 1 
Firmicutes; 
46876 
strain DSM 7083 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 
46876 Bacteria_16S 3496822 3496884 41 103 gi| 219846578 |ref|NR_026170.1 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 349764 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriob 
Coriobacteriaceae; Coriobacterium. 

46876 Bacteria_16S 3714009 3714091 19 101 gi| 219846427 |ref|NR_026018.1 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 371485 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micromonosporaceae; Actinoplanes. 

46876 Bacteria_16S 3727544 3727606 41 103 gi|219846416|ref|NR_026007.1 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

46876 Bacteria_16S 4078307 4078369 41 103 gi| 219846167 |ref|NR_025757.1 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 407918 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Crypt 
46876 Bacteria_16S 15625 15686 41 102 gi|265679053|ref|NR_029361.1 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

46876 Bacteria_16S 42916 42981 39 104 gi|265679035|ref|NR_029343.1 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Nocardiopsaceae; Nocardiopsis. 

46876 Bacteria_16S 61276 61337 42 103 gi| 265679023 |ref|NR_029331.1 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
46876 Bacteria_16S 71807 71872 39 104 gi|265679016|ref|NR_029324.1 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


Pseudonocardiacea 
46876 
asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 
46876 
dassonvillei subs 


Firmicu 
Bacteria_16S 


Firmicu 
Bacteria_16S 


Clost 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Na82 16S ribosomal RNA, partial sequen 


Thermoanaerobacterale 
103 gi 


tes; Clostridia; 


3284779 3284841 41 


Ss; 


ridia; Clostridiales; 
3356314 3356384 19 


Eubacteriaceae; 
89 gi 


e; Pseudonocardia. 


ce 


Ac 


27388 


tes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; T 
3219778 3219840 41 103 gi|219846774|ref|NR_026366.1 
3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprot 


73371 73436 39 104 gi| 265679015 |ref|NR_029323.1 
train 580 16S ribosomal RNA, partial sequence 72731 74244 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
e; Pseudonocardia. 

85202 85267 39 104 gi|265679006|ref|NR_029314.1 
p- dassonvillei strain IMRU 509 16S ribosomal RNA, partial seque 


Thermod 
219846731 
6S ribosomal RNA, partial sequence 3284145 32856 
etobacte 
219846679 
6S ribosomal RNA, partial sequence 3355696 33572 


10 2740172 Thermo 


esul 
ref 


fobiaceae; C 
NR_026323.1 


rium. 
ref|NR_026271.1 


Laceyella putida 


92 Laceyella putida Bacteria; 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 

Coprothermobacter 
hermobacter platensis 
oprothermobacter. 

Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Coriobacterium 

1 Coriobacterium 

acterineae; 


Actinoplanes 
3 Actinoplanes 


monosporineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Leptospira interrogans 
Leptospira interrogans 


Nocardiopsis 
43754 Nocardiopsis 


eptosporangineae; 


Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
46876 
aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 
46876 
coprophilus strai 
coprophilus Bacte 
Rhodococcus. 
46876 
strain MCRL 0044 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 264725 26613 


Streptosporangineae; Nocardiopsaceae; Nocardiops 

147646 147711 39 104 gi| 265678964 
n Ra 333 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
Kineococcus. 

245805 245870 39 104 gi| 265678898 
n CUB 687 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 

265311 265376 39 104 gi| 265678883 


is. 
ref|NR_029272.1 

147044 148460 
etales; Kineospo 


ref|NR_029206.1 
245166 246646 
etales; Coryneba 


ref|NR_029189.1 


Kineococcus 
Kineococcus 
riineae; 

Rhodococcus 
Rhodococcus 


cterineae; Nocardiaceae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


’ 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
46876 Bacteria_16S 342996 343077 23 104 gi| 265678829 |ref|NR_029134.1 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae 
Cryptosporangium. 

46876 Bacteria_16S 398741 398806 39 104 gi| 265678789 |ref|NR_029094.1 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 


Nocardia 
399618 Nocardia 


neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 
46876 Bacteria_16S 437561 437626 39 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, pa 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 


Pseudonocardiaceae; Amycolatopsis. 
46876 Bacteria_16S 449797 449862 39 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, parti 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Saccharothrix. 
460485 460550 39 


Actinosynnemataceae; 
46876 Bacteria_16S 


104 gi 


104 


gi 


104 gi 


265678763 


265678755 


265678744 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
46876 Bacteria_16S 506537 506602 39 
antarctica strain 


104 gi 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardia. 
523241 523306 39 


Pseudonocardiaceae; 
46876 Bacteria_16S 


benzenivorans strain B5 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 


46876 Bacteria_16S 544544 544609 39 


IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


46876 Bacteria_16S 549169 549230 41 
strain TMAO3 16S 
Firmicutes; Clostridia; 
46876 Bacteria_16S 596048 596129 23 


strain CCUG 42773 


46876 Bacteria_16S 
strain B22P3 16S 


598882 598943 42 


46876 Bacteria_16S 
H 1 16S ribosomal 
Clostridia; 
46876 


643294 643355 41 
RNA, partial sequence 


Bacteria_16S 777366 777431 39 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Gordonia. 
789612 789677 39 


Gordoniaceae; 
46876 Bacteria_16S 


strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


46876 Bacteria_16S 801965 802026 42 


subterraneus strain C21 16S ribosomal RNA, 


subterraneus Bacteria; 
Thermaerobacter. 
46876 Bacteria_16S 


Firmicutes; 


815716 815781 39 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Clostridiales; Veillonellaceae; 


Clostridia; 


104 gi 


104 gi 


102 gi 


Clostridiales; Veillonellaceae; 


104 gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


103 gi 


Streptomycineae; Streptomycetaceae; 
102 gi| 265678622 |ref|NR_028927.1 
642624 644123 Sporomusa ovata Bacte 
Sporomusa. 

104 gi|265678528|ref|NR_028832.1 
sequence 776745 778221 
Actinomycetales; Cory 

104 gi| 265678519 |ref|NR_028823.1 


103 gi 


265678714 


DVS 5al 16S ribosomal RNA, partial sequence 


265678703 


265678689 


543951 54542 
nebacterineae; 


265678686 


548509 55004 
Sporomusa. 


265678655 


265678653 


598291 599761 Streptomyces 


789013 79048 
nebacterineae; 


265678511 


complete sequence 


104 gi 


Clostridiales; 


265678502 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 81510 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 


46876 Bacteria_16S 827897 827958 42 


strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


Firmicutes; 
46876 Bacteria_16S 
strain ATCC 43541 
Firmicutes; 
46876 Bacteria_16S 


Clostridia; 
829473 829534 42 


Clostridia; 
852044 852109 39 


radiotolerans strain SRS30216 16S ribosomal RNA, partia 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 


Kineococcus. 
861258 861323 39 


Kineosporiaceae; 
46876 Bacteria_16S 


strain K24 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


46876 Bacteria_16S 877756 877821 39 


103 gi 


103 gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


104 gi 


104 gi 


104 gi 


265678471 


860647 86213 


265678460 


strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


46876 Bacteria_16S 880763 880828 39 


strain NRRL B-16137 16S ribosomal RNA, partial sequence 


104 gi 


265678458 


rtial sequence 
e; Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


nomycineae; 


Clostridiales Famil 


Pseudonocardineae; P 


265678494 | ref |NR_028797.1 
827209 828732 Seleno: 

Selenomonas. 

265678493 |ref|NR_028796.1 
828783 830273 Seleno: 

Selenomonas. 

265678478 | ref |NR_028781.1 

1 sequence 851409 852783 


e; Actinomycetales; 


ref|NR_029068.1 


436922 


ref |NR_029060.1 


al sequence 449186 450615 
e; Actinomycetales; 


ref|NR_029049.1 
459859 461323 


ref|NR_029019.1 
505922 507359 


ref|NR_029008.1 


ref|NR_028994.1 


ref|NR_028991.1 


ref|NR_028960.1 


ref|NR_028958.1 


Gordoniacea 
ref|NR_028814.1 
801287 802838 


ref|NR_028805.1 
9 816530 Pseudo 


Kineos 
ref|NR_028774.1 
0 Amycolatopsis 


Pseudonocar 


ref |NR_028763.1 


ref 


Amycolatopsis 
438427 Amycolatopsis 


Pseudonocardineae; 


Saccharothrix 
Saccharothrix 


Pseudonocardineae; 


Amycolatopsis 
Amycolatopsis 


Pseudonocardineae; 


Pseudonocardia 
Pseudonocardia 


Pseudonocardineae; 


Pseudonocardia 


ence 522602 524095 Pseudonocardia benzenivorans 
Pseudonocardineae; Pseudonocardiaceae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 
Nocardiaceae; 


Nocardia. 
Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Actinomyces funkei 


595455 596820 Actinomyces funkei Bacteria; 
Actinomycetaceae; Actinomyces. 


Streptomyces javensis 


javensis Bacteria; 


Streptomyces. 
Sporomusa ovata strain 
ria; Firmicutes; 


Gordonia 
Gordonia 


nebacterineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Kineococcus 
Kineococcus 
poriineae; 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Lentzea californiensis 


NR_028760.1 


880129 881579 Lentzea californiensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 


Lentzea. 


46876 Bacteria_16S 
koreensis strain 


Catellatospora. 


46876 Bacteria_16S 


Saccharopolyspora. 
46876 Bacteria_16S 


aerocolonigenes strain N 
aerocolonigenes Bacteria; 


Actinosynnemataceae; 


882266 882331 39 


888403 888468 39 


912966 913031 39 


Lechevalieria. 


46876 Bacteria_16S 914524 914589 39 
pretiosum subsp. pretios 

Actinosynnema pretiosum 
Actinomycetales; Pseudon 


46876 Bacteria_16S 


strain IEGM 16S ribosoma 
Actinobacteria; Actinoba 


46876 Bacteria_16S 


strain 213E 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


46876 Bacteria_16S 
strain IFM 10035 


46876 Bacteria_16S 


46876 Bacteria_16S 


46876 Bacteria_16S 
strain IFM 10084 


46876 Bacteria_16S 
strain YZ-96 16S 


46876 Bacteria_16S 


46876 Bacteria_16S 


917675 917740 39 


919240 919305 39 


1038954 1039019 39 


1040463 1040528 39 


1042001 1042066 39 


1043561 1043626 39 


1045117 1045182 39 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


1052693 1052758 39 


1075238 1075303 39 


1 RNA, partial sequence 
cteridae; Actinomycetales; 


104 gi 


LM042 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


104 gi 


104 gi 


RRL B-3298 16S ribosomal RNA, p 


104 gi 


um strain C-15003 16S ribosomal 


104 gi 


104 gi 
104 gi 
104 gi 
104 gi 
104 gi 
104 gi 
104 gi 


104 gi 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 


tukisamuensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 


Nocardiaceae; 
46876 Bacteria_16S 


dehalogenans 2CP-1 16S r 
2CP-1 Bacteria; Proteobacteria; 


Anaeromyxobacter. 
46876 Bacteria_16S 
strain ES10.1 16S 


46876 Bacteria_16S 


strain IMMIB R-1434 16S 
Actinobacteria; Actinoba 


46876 Bacteria_16S 


multipartita DSM 44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nakamurella. 
46876 Bacteria_16S 


DSM 14365 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; 


46876 Bacteria_16S 


riboso 
Actinobacteria; Actinoba 


strain 13.4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


1120533 1120594 42 


1131067 1131132 39 


1147733 1147798 39 


1161331 1161416 19 


1209868 1209929 42 


1246077 1246142 39 


mal RNA, partial sequence 
cteridae; Actinomycetales; 


103 gi 


ibosomal RNA, partial sequence 
Deltaproteobacteria; My 


104 gi 


104 gi 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 


104 gi 


103 gi 


1209193 12106 


104 gi 


253680769 


1130448 11319 
Stre 


253680758 


228715350 


219857484 


265678456 
881630 883139 Catellatospora koreensis 
Micromonosporineae; 


265678452 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678436 
artial sequence 
Actinobacteria; Actinobacteridae; 


265678435 
RNA, partial 
subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
ocardineae; Actinosynnemataceae; Actinosynnema. 
265678433 

917039 91855 
Corynebacterineae; 
265678432 

918602 92011 
Corynebacterineae; 
265678352 
16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678351 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678350 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678349 
16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678348 
1044481 10459 
nebacterineae; 
265678342 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


265678327 
e; Actinomycetales; 


228716127 
1119856 1121404 Anaero 
xococcales; 


ptosporangineae; 


11471 
nebacterineae; 
228721225 

11607 
omycetales; 


ref|NR_028758.1 


ref|NR_028754.1 


ref |NR_028738.1 


ref |NR_028737.1 


sequence 
ref|NR_028735.1 
ref 


NR_028734.1 


ref |NR_028654.1 


ref |NR_028653.1 


ref|NR_028652.1 


ref |NR_028651.1 


ref|NR_028650.1 


ref|NR_028644.1 


ref|NR_028629.1 
1074605 107593 
Coryne 


ref|NR_027547.1 


Cystobacterine 


ref|NR_028017.1 
04 Nocardiopsis 
Nocardiop 
ref|NR_028006.1 
15 1148603 Nocard 
Nocardiacea 
ref |NR_027604.1 
39 1162206 Nakamu 
Frankineae; Na 
ref|NR_027522.1 
Hali 


ref|NR_025072.1 


912332 
Actinomycetales; 


Catellatospora 
Micromonosporaceae; 


Saccharopolyspora 


887783 889225 Saccharopolyspora flava 
Pseudonocardineae; Pseudonocardiaceae; 


Lechevalieria 
913840 Lechevalieria 


Pseudonocardineae; 


Actinosynnema 
913891 915394 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
Gordoniaceae; 


Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 
Gordoniaceae; 


Gordonia. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Rhodococcus 
5 Rhodococcus 
bacterineae; 


Anaeromyxobacter 
myxobacter dehalogenans 


ae; Myxococcaceae; 


Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Nocardia ignorata 

ia ignorata Bacteria; 
e; Nocardia. 
Nakamurella 

rella multipartita DSM 
kamurellaceae; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
Nannocystineae; 


angiaceae; Haliangium. 
Amycolatopsis rubida 


1245479 12468 


80 Amycolatopsis 


rubida Bacteria; 


46876 Bacteria_16S 


1262463 1262528 39 


104 gi 


strain CBS 107.95 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


46876 Bacteria_16S 


1270198 1270259 42 


103 gi 


219846681 


219846400 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfonema. 


Pseudonocardiaceae; Amycolatopsis. 


12618 
Corynebacterineae; D 


ref |NR_026273.1 
51 1263306 Dietzi 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 


ref |NR_025991.1 
1269526 127096 


Desulfonema 
5 Desulfonema 


46876 
YIM 30243 16S rib 


Bacteria_16S 


1326102 1326167 39 
osomal RNA, partial sequence 


104 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


46876 
obscurus DSM 4316 


Bacteria_16S 


1344485 1344550 39 104 gi 
0 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 
46876 
DSM 43247 16S rib 
Bacteria; Actinob 
46876 
strain SMP-10 16S 
Proteobacteria; D 
46876 
strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


46876 
pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 
46876 
strain ATCC 35185 
Bacteria; Firmicu 
46876 
matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 
46876 
texasensis strain 
texasensis Bacter 
Actinosynnematace 
46876 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
46876 
strain NRRL B-162 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1350613 1350678 39 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1404682 1404743 42 103 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
1439865 1439930 39 104 
ribosomal RNA, partial sequence 


104 gi 


Nann 
gi 


Pseu 
1521280 1521345 39 104 gi 
rain DSM 43406 16S ribosomal RNA, part 


ardia. 

1524419 1524480 42 103 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1531993 1532058 39 104 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 

e; Micromonospora. 

1536498 1536563 39 104 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

ae; Saccharothrix. 

1538060 1538125 39 104 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1539620 1539685 39 104 gi 
38 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


46876 
globicatena strai 
globicatena Bacte 
Actinosynnematace 
46876 
diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 
46876 
pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 
46876 
strain MK27-91F2 
Actinobacteria; A 
46876 
strain JCM 9114 1 
Actinobacteria; A 
46876 
strain SNG49 16S 
Actinobacteria; A 
46876 


aridum subsp. lar 


Kibdelosporangium aridum subsp. 


Actinomycetales; 
46876 
albatum strain R 
Bacteria; Actinob 
Kibdelosporangium 
46876 
vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 
46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1541169 1541234 39 104 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1542729 1542794 39 104 gi 
NRRL B-24047 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1563583 1563648 39 104 gi 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 
1574147 1574212 39 104 gi 
ctinobacteridae; Actinomycetales; Pseu 
1575672 1575737 39 104 gi 


ctinobacteridae; Actinomycetales; Pseu 
1639605 1639670 39 104 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
1664132 1664197 39 104 gi 
gum strain SKF-AAD-609 16S ribosomal R 


Pseudonocardineae; Pseudonocardiaceae; 
1665656 1665721 39 104 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
1673226 1673291 39 104 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1674749 1674814 39 


104 gi 


cteria; Actinobacteria; Actinobacterid 


219846136 


1325499 13269 


nebacterin 
228721038 

13438 

omycetales 


228720546 


1349993 13514 


ales; Cory 
219857153 


1404010 14055 


ocystineae 
224581428 


1439230 14407 


donocardin 
219857610 
ial sequen 
ae; Actino 


’ 


219857527 
15237 
nellaceae; 
219857427 
tial seque 
e; 


219857378 
al sequenc 
Actinomyce 


219857377 
1 sequence 
Actinomyc 


219857376 
15389 
donocardin 
219857375 
ial sequen 
Actinomyc 


219857374 
al sequenc 
Actinomyce 


219846103 
tial seque 
Actinomy 


’ 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 


donocardin 
219856867 


6S ribosomal RNA, partial sequence 1575051 15765 


donocardin 
219878450 


1638983 16404 


ptosporang 
219878432 
NA, partia 


Kibdelosp 
219878431 
nce 16650 
ales; Pseu 


219878426 
al sequenc 
ae; Actino 


, 


219878425 


balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 


Actinomycet 


ref |NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


v 


ref |NR_027594.1 


neba 
ref 


cterineae; G 
NR_024781.1 
; Ha 
ref 


liangiaceae; 
NR_027210.1 


eae; Actinosynne 
ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_025015.1 
nce 153135 
ales; Micro 
ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


ref 
nce 
ceta 


NR_025693.1 
156296 
les; Pseudon 


ref |NR_024687.1 


Actinosynne 
NR_024686.1 


eae; 
ref 


eae; Actinosynne 
ref|NR_025589.1 
69 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025571.1 
1 sequence 


orangium. 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseud 


ref|NR_025564.1 
1674127 167557 


Nocardia alba strain 
Bacteria; 
e; Nocardia. 
Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Nocardia 
6 Nocardia 


ebacterineae; 


Selenomonas sputigena 
monas sputigena 


Micromonospora 
9 1532864 Micromonospora 


monosporineae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 

Actinokineospora 
4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


ocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 


balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


46876 


Bacteria_16S 
keratiniphila sub 


1676248 1676313 39 104 gi 
sp. nogabecina strain DSM 44586 16S ri 


bo 


219878424 
somal RNA, p 


ref|NR_025563.1 


artial sequence 


Amycolatopsis 
1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
46876 


Pseudonocardineae; Pseudonocardiaceae; 


Amycolatopsis. 


decaplanina strai 


Bacteria_16S 


decaplanina Bacte 


Pseudonocardiaceae; Amycolatopsis. 
Bacteria_16S 


46876 
strain MG 417-CF 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Amycolatopsis. 
46876 


cardiffensis stra 
cardiffensis Bact 


Actinomycetaceae; 
46876 
strain DSM 44494 


1677765 1677830 39 


n DSM 44594 16S ribosomal RNA, partial 


104 219878423 


sequence 


gi ref 


1677147 16786 


etal 


NR_025562.1 
1 


Amycolatopsis 
0 Amycolatopsis 


Bacteria_16S 


Bacteria_16S 


ria; Actinobacteria; Actinobacteridae; 


1679286 1679351 39 104 gi 
17 16S ribosomal RNA, partial sequence 


Actinomyc 


219878422 
16786 


es; Pseudonocardineae; 
ref|NR_025561.1 


a Amycolatopsis japonica 
61 1680145 Amycol 


atopsis japonica 


Pseudonocardineae; Pseudonocardiaceae; 
1738794 1738875 23 104 gi|219878382|ref|NR_025521.1| Actinomyces 
in CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 
1740374 1740439 39 104 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
1743463 1743528 39 104 gi|219878378|ref|NR_025517.1| Nocardiopsis 


46876 


Bacteria_16S 
metallicus strain 


R2A 16S ribosomal RNA, partial sequence 


17428 


31 1744318 Nocardiopsis metallicus 
7 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

46876 Bacteria_16S 1766206 1766267 41 102 gi|219878360|ref|NR_025499.1| Alkalilimnicola 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
46876 Bacteria_16S 1788658 1788723 39 104 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

46876 Bacteria_16S 1810131 1810196 39 104 gi|219878329|ref|NR_025468.1| Gordonia westfalica 


strain Kb2 16S ri 


46876 


aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 


46876 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


1816271 1816336 39 


43828 16S ribosomal RNA, partial sequence 18156 
acteria; Actinobacteridae; Actinomycetales; 


1852807 1852872 39 


1809512 18109 


104 219878325|ref 


gi 
Pseudono 


104 gi| 219878299 


46 1817129 Kibde 


NR_025464.1 
1 


cardineae; P 


89 Gordonia westfalica Bacteria; 
Gordoniaceae; 


Gordonia. 

Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Thermobifida 


cellulosilytica s 
cellulosilytica B 


Nocardiopsaceae; 
46876 


halotolerans stra 
halotolerans Bact 


Nocardiopsaceae; 
46876 


vibrioides strain 
vibrioides Bacter 


46876 
strain DSM 2875 1 
Firmicutes; 
46876 
strain DSM 5090 1 
Firmicutes; 
46876 
strain DSM 3132 1 
Firmicutes; 
46876 


suimastitidis Bac 
Actinomycetaceae; 
46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clost 
Bacteria_16S 


Clost 
Bacteria_16S 


Clost 
Bacteria_16S 
suimastitidis str 


train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1877143 1877208 39 104 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

1880273 1880334 41 
FKBS1 16S ribosomal RNA, complete seque 
ia; Firmicutes; Clostridia; Clostridiale 
1881854 1881915 41 102 gi 
6S ribosomal RNA, part 
ridia; Clostridiales; Veillonellaceae; 
1883430 1883491 41 102 gi 
6S ribosomal RNA, part 
ridia; Clostridiales; Veillonellaceae; 
1885010 1885071 41 102 gi 


s 
2 
1 
’ 
102 gi 


s 


s 


ridia; Clostridiales; Veillonellaceae; 
1901784 1901865 23 104 gi 
ain CCUG 39276 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae; 


Actinomyces. 


s 


Bacteria_16S 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequ 


1924249 1924314 39 104 


gi 


dae; 


equence 


19878283 
sequence 
Actinomyceta 


219878279 


nce 


s; Veill 


219878278 
ial sequence 1881182 18827 


poromusa 


219878276 
6S ribosomal RNA, partial sequence 1884339 18858 


poromusa 


219878262 
1 sequence 1901160 190257 
Actinomycet 


219878245 


ence 


Actinomyc 


poromusa. 
219878277 
ial sequence 1882756 18842 


ref|NR_025438.1 
1852181 1853675 Thermobifida 
etales; Streptosporangineae; 


ref|NR_025422.1 
1876505 187800 
les; Strepto 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


ref|NR_025418.1 

1879598 188113 
onellaceae; Propionispora. 
ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 


Propionispora 
1 Propionispora 


ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 
ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 


ref 


NR_025401.1| Actinomyces 
5 Actinomyces 
ales; Actinomycineae; 

Pseudonocardia 


2 Pseudonocardia 


ref|NR_025384.1 
1923611 192512 


kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

46876 Bacteria_16S 1925810 1925875 39 104 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

46876 Bacteria_16S 1950238 1950303 39 104 gi| 219878228 |ref|NR_025367.1| Pseudonocardia 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 


1949601 1951112 Pseudonocardia 


spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 
Bacteria_1 


46876 
strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
Bacteria_1 
urogenitalis stra 
urogenitalis Bact 


46876 


Actinomycetaceae; 
46876 


Bacteria; 
46876 
strain YIM 90003 


Actinobacteria; Actinoba 


Streptomonospora. 
46876 
strain F829 16S r 


Actinobacteria; Actinoba 
Bacteria_16S 


46876 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 
46876 
aetherivorans str 
aetherivorans Bac 
Nocardiaceae; 
46876 
taiwanensis strai 


taiwanensis Bacte 


Pseudoxanthomonas 
46876 


maanshanensis Bac 
Nocardiaceae; 
46876 
indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 
46876 


46876 
strain KS9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


46876 
stercorarium subs 


Clostridium stercorarium subsp. 


Clostridiaceae; C 
46876 


NRRL B-24104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


46876 
strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


46876 
viterbiensis stra 
viterbiensis Bact 
46876 
salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 
46876 
pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 
46876 
strain AS4.1521 1 


46876 


Bacteria_1 
submarinus strain 
Proteob 
Bacteria_1 


Pseudonocardia. 
6S 1951791 1951872 23 104 gi 
16S ribosomal RNA, partial sequence 


6S 1954725 1954806 23 104 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 
6S 2102901 2102962 42 
6N 16S 
acteria; 
6S 2157289 2157354 39 
16S rib 


103 gi 
ribosomal RNA, partial sequenc 


104 gi 


cteridae; Actinomycetales; Stre 


Deltaproteobacteria; Desulfov 


219878227 


no 
219878225 
al 


, 


219878118 
e 
ib 

219857630 


osomal RNA, partial sequence 2156657 21581 
osporang 


pt 


19511 
mycineae 


sequenc 


Actinomy 


21022 
rionales 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref |NR_025364.1 
e 1954098 195552 
cetales; Actino 


ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025219.1 
inea Nocardio 


e; Pp 


Bacteria_16S 


Bacteria_16S 


2161763 2161828 39 
ibosoma 


2166404 2166469 39 
s strai 
s Bacte 
e; Pseudonocardia. 
2173985 2174050 39 
ain 10b 
teria; 


104 


1 RNA, partial sequence 
cteridae; Actinomycetales; Cory 


104 


104 


gi 


2161153 21625 


gi 


n SL-1 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobact 


gi 


c312 16S ribosomal RNA, partial 
Actinobacteria; Actinobacterida 


219857627 |ref 
nebacterin 
219857624 
al sequenc 
eridae; Ac 


eae; 
ref 
e 2165786 21672 
tinomycetales; 


219857619 |ref|NR_0252 
sequence 2173451 21748 
e; Actinomycetales; 


NR_025216.1 
78 Nocardia caishijiensis Bacteria; 
Nocardiace 
NR_025213.1 


08.1 


Coryn 


2 


5 


a 


P 


Rho 
Bacteria_16S 


Bacteria_16S 
maanshanensis str 


Rho 
Bacteria_16S 


Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 


dococcus. 
2184596 2184657 42 
n CB-22 
ria; Pr 


103 gi 
6 16S ribosomal RNA, partial se 
oteobacteria; Gammaproteobacter 


2195222 2195287 39 104 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2223883 2223944 42 103 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
ry 

2233061 2233126 39 


104 gi 


2252859 2252924 39 104 
bosomal RNA, partial sequence 


gi 


Stre 
2325910 2325971 42 103 gi 
p- leptospartum strain ATCC 35414 16S 
lostridium. 

2342388 2342453 39 104 
ribosomal RNA, partial sequence 


gi 


2383357 2383422 39 104 gi 
92 16S ribosomal RNA, partial sequence 


2406151 2406212 42 103 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2409229 2409294 39 104 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2421644 2421709 39 104 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2438134 2438199 39 


104 gi 


219857609 
quence 
ia; 


’ 


219857602 
quence 
e; 


219857583 
en 
teriales; 
219857577 
22324 
ne 
219857564 


2252243 22536 
osporang 


pt 
219857512 
ribosomal 


219857500 


2341772 23432 
nocardin 


do 
219857471 

23827 
ne 
219857456 


iales; 
219857454 
nce 24085 
ales; 


219857445 
equence 


ae; 


219857429 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


2453416 2453477 42 103 gi 


219857417 


Xantho: 


Actinomycet 


ce 22232 


bacterin 


bacterin 


1 sequence 


Clo 


Stre 


Actino: 


nebacterin 


98.1 
18546 
Xanth 


ref|NR_0251 
2183928 2 
monadales; 


90.1 
19603 
oryne 


ref|NR_0251 
194621 2 


ales; C 


is} 


ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025100.1 
RNA, partial seq 


ref|NR_025088.1 
eae; Pseudonocar 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref |NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref |NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


ref|NR_025033.1 

2421026 242250 
mycetales; Coryn 
ref|NR_025017.1 


eae; Nocardiacea 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Actinomyces 

0 Actinomyces 


mycineae; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 

Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 
Nocardia caishijiensis 


e; Nocardia. 
Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Caloramator 

6 Caloramator 
oramator. 
Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 


ref|NR_025005.1 
2452794 245426 


Thermoflavimicrobium 
8 Thermoflavimicrobium 


dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 


46876 


strain DNP505 16S 


46876 


Bacteria_16S 


Bacteria_16S 


2496922 2496987 39 


2506130 2506191 41 


104 


ribosomal RNA, partial sequence 


102 


219857385 |ref 


gi 


NR_024973.1 


Rhodococcus koreensis 


2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857373|ref 


gi 


strain DSM 12769 


46876 Bacteria_ 


strain VKM Ac-942 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Nocardiopsis. 


16S 2510708 2510773 39 104 gi 


16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2505486 25069 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 


219857370|ref 


ales; 


thiorhodospiraceae; 


2510068 2511541 Nocar 
Streptosporangineae; 


46876 


strain VKM Ac-145 


46876 


strain I 16S ribo 


46876 


strain SMCC W459 
Firmicutes; 


46876 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


46876 


strain DSM 44262 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
Bacteria_16S 2609445 2609510 39 104 gi|219857259|ref|NR_024890.1 
n N1165 16S ribosomal RNA, partial sequence 2608828 261032 


Bacteria_16S 


2512215 2512280 39 


2578614 2578683 20 


2598736 2598797 42 


2612545 2612610 39 


104 


7 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


89 


somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


103 


16S ribosomal RNA, partial sequence 2598095 25994 


ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


104 


16S ribosomal RNA, partial sequence 2611942 26134 


219857369 |ref 


gi 


Streptosporangineae; 


219857282 |ref 


gi 


219857269|ref 


gi 


219857257 |ref 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


46876 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora. 


46876 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


2667192 2667257 39 


2668707 2668772 39 


104 


104 


219857212 |ref 


gi 


43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccha 
acteria; Actinobacteridae; Actinomycetales; 


219857211|ref 


gi 


spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardiaceae; 


46876 


Bacteria_16S 


Saccharopolyspora. 


2677813 2677878 39 


104 


strain MS1-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


46876 


strain IFM 10088 


Bacteria_16S 


2688312 2688377 39 


104 


219857204|ref 


gi 


lomonas persica 
Cellulomonadac 


Actinomycetales; 


18 Amycolatopsis 


Pseudonocardineae; P 


2668117 266958 
Pseudonocardineae; 


NR_024961.1 


NR_024958.1 


NR_024957.1 


NR_024913.1 


NR_024900.1 


NR_024888.1 


Pseudonocar 
NR_024840.1 


NR_024839.1 


NR_024832.1 


Nocardiaceae; 


Rhodococcus. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 
Alkalispirillum. 


Nocardiopsis trehalosi 


diopsis trehalosi 


Nocardiopsaceae; 


Nocardiopsis tropica 


2511592 2513043 Nocardiopsis tropica Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Cellulomonas persica 

Bacteria; 

eae; Cellulomonas. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Amycolatopsis 
2 Amycolatopsis 


Pseudonocardineae; 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Saccharopolyspora 
ropolyspora taberi 


seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


Nocardia takedensis 


2677198 2678645 Nocardia takedensis Bacteria; 


219857197 |ref 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


46876 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


46876 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; 


46876 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


46876 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


46876 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; 


46876 


strain IFO 16295 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Dietzia. 
Bacteria_16S 


teria; 


2719785 2719850 39 


2746758 2746823 39 


2757223 2757284 42 


Firmicutes; 


2760171 2760236 39 


2767643 2767708 39 


2770684 2770749 39 


104 


rain IFM 0265 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
ardia. 


104 


ain Al-22 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


103 


ain JCM 11223 16S ribosomal RNA, partial 
Clostridia; 


104 


104 


strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


104 


16S ribosomal RNA, partial sequence 2770058 27715 


Clostridiales; 


219857175|ref 


gi 


219857156|ref 


gi 


219857148 |ref 


gi 


219857146|ref 


gi 


15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actino 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; A 


219857139 |ref 


gi 


219857137|ref 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


46876 


strain MK703-102F 


Bacteria_16S 


2834087 2834152 39 


104 


1 16S ribosomal RNA, partial sequence 


219856901 |ref 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


46876 


strain DSM 3050 1 


46876 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Bacteria_16S 


Bacteria_16S 


Thermaerobacter. 


2863360 2863421 41 


2904793 2904854 42 


102 


6S ribosomal RNA, partial sequence 2862729 28642 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


103 


gi| 219856882 |ref 


219856853] ref 


gi 


sequence 2719156 272065 
Actinomycetales; 


2746146 274749 
Actinomycetales; 


sequence 2756546 275805 
Clostridiales Fami 


sequence 2767023 276850 
Actinomycetales; Co 


2833466 2834941 Nocard 


NR_024825.1 


Nocardiacea 
NR_024803.1 


Coryn 
NR_024784.1 
Coryne 


NR_024776.1 


NR_024774.1 


NR_024767.1 


NR_024765.1 


Nocardiacea 
NR_024722.1 


Nocardiacea 
NR_024701.1 


Pseudomon 


Nocardiaceae; 


Nocardia. 
Nocardia sienata 


16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
4 Nocardia 
ebacterineae; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Actinokineospora 
kineospora terrae 
ctinosynnemataceae; 


Dietzia 
5 Dietzia 


rynebacterineae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 


NR_024672.1 


Thermaerobacter 


2904128 2905615 Thermaerobacter 


Incertae Sedis; 


46876 
strain SJS0289-JS 


Bacteria_16S 


2906300 2906365 39 104 gi 
1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


46876 


2939671 2939736 39 104 


219856852 

29056 

nebacterin 
219856830 


Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Lentzea albida strain 


ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref 


IFO 16102 16S rib 


46876 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


2954793 2954858 39 


gi 
2939058 29405 
donocardin 
219856820 


104 gi 


NR_024649.1 


eae; Actinosynne 
ref |NR_024639.1 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Gordonia rhizosphera 


strain IFO 16068 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


46876 
strain 10.268-1 1 


Bacteria_16S 


2985249 2985314 39 104 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


46876 
wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 
46876 
strain IFO 15059 


Bacteria_16S 


Bacteria_16S 


2986771 2986836 39 104 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2988297 2988362 39 


104 gi 


16S ribosomal RNA, partial sequence 2954180 29556 


nebacterin 
219846933 


6S ribosomal RNA, partial sequence 2984634 29861 


nebacterin 
219846932 
artial seq 
dae; Actin 


219846931 


16S ribosomal RNA, partial sequence 2987680 29891 


54 Gordonia rhizosphera Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_026525.1| Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_026524.1] Rhodococcus 

uence 2986156 2987629 Rhodococcus 
omycetales; Corynebacterineae; 


ref|NR_026523.1| Skermania piniformis 
56 Skermania piniformis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

46876 Bacteria_16S 3011017 3011082 39 104 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

46876 Bacteria_16S 3023157 3023222 39 104 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

46876 Bacteria_16S 3039885 3039950 39 104 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 


strain HKI 0136 1 


6S ribosomal RNA, partial sequence 3039256 30407 


45 Gordonia alkanivorans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
46876 Bacteria_16S 3181784 3181845 42 103 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
46876 Bacteria_16S 3194198 3194259 42 103 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
46876 Bacteria_16S 3200246 3200311 39 104 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
46876 Bacteria_16S 3203146 3203207 41 102 gi| 219846786 |ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
46876 Bacteria_16S 3224322 3224403 23 104 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 
46876 Bacteria_16S 3255994 3256059 39 104 gi|219846750|ref|NR_026342.1| Nocardiopsis 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 3256832 Nocardiopsis 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
46876 Bacteria_16S 3257507 3257572 39 104 gi|219846749|ref|NR_026341.1| Nocardiopsis listeri 
strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis listeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
46876 Bacteria_16S 3259019 3259084 39 104 gi|219846748|ref|NR_026340.1| Nocardiopsis alba 
strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
46876 Bacteria_16S 3260529 3260594 39 104 gi| 219846747 |ref|NR_026339.1| Nocardiopsis 
dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 3259907 3261367 
Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
46876 Bacteria_16S 3295469 3295530 42 103 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 
46876 Bacteria_16S 3321294 3321359 39 104 gi|219846705|ref|NR_026297.1| Gordonia hirsuta 


strain DSM 44140 
Actinobacteria; A 
46876 


Bacteria_16S 


ctinobacteridae; Actinomycetales; Cory 
3324351 3324416 39 104 gi 


16S ribosomal RNA, partial sequence 3320684 33221 


nebacterin 
219846702 


44 Gordonia hirsuta Bacteria; 
eae; Gordoniaceae; Gordonia. 


vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Dactylosporangium. 


ref|NR_026294.1| Dactylosporangium 
3323723 3325198 Dactylosporangium 


46876 


roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 


46876 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


46876 


strain DSM 43040 


46876 


strain DSM 43039 


46876 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


46876 


thailandense DSM 
Bacteria; Actinob 
Dactylosporangium. 


46876 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


46876 


strain DSM 44015 
Bacteria; Actinob 


46876 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


46876 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


46876 


strain DSM 43205 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycetales; 


3325878 3325943 39 


3327399 3327464 39 


3330446 3330511 39 


3331974 3332039 39 


3334963 3335028 39 


3342531 3342596 39 


3344030 3344115 19 


3380767 3380832 39 


3431794 3431859 39 


3433243 3433308 39 


3472538 3472603 39 


104 gi 


104 gi 


ain DSM 43810 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
e; Dactylosporangium. 


104 gi 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


104 gi 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 


104 gi 


in DSM 43805 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


104 gi 


43158 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


104 gi 


19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


104 gi 


complete sequence 


104 gi 


CIP 103452 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


104 gi 


104 gi 


16S ribosomal RNA, partial sequence 3471913 34733 


219846701 |ref 


43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactyl 
acteria; Actinobacteridae; Actinomycetales; 


219846700|ref 


219846698 |ref 


219846697 |ref 


219846695 |ref 


219846689 |ref 


219846688 |ref 


219846662 |ref 


219846623 |ref 


219846621 |ref 


CC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Coryne 
acteria; Actinobacteridae; Actinomycetales; 


219846594 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


46876 
strain 


Bacteria_16S 
: DSM43338 


16S ribosomal RNA, 


3474073 3474138 39 


104 gi 


complete sequence 


219846593 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


46876 


strain DSM 4954 1 


Bacteria_16S 


3475596 3475661 39 


104 gi 


6S ribosomal RNA, partial sequence 3474975 34764 


219846592 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


46876 


marinonascens str 
marinonascens Bac 
Nocardiaceae; 


46876 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


46876 


gregorii strain N 
gregorii Bacteria; 
Pseudonocardiaceae; 


46876 


stercorarium subsp. 


46876 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


46876 


flavefaciens stra 
Bacteria; 


46876 


aggregatus strain B15 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3477123 3477188 39 


3493898 3493963 39 


3524066 3524131 39 


3581968 3582029 42 


104 gi 


ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Rhodococcus. 


104 gi 


DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 


104 gi 


CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 


103 gi 


thermolacticum strain TX41 16S ribosomal RNA, 


219846591 |ref 


219846580 
sequence 


ref 


219846560 
equence 
tinomycetales; 


ref 


219846521 |ref 


Micromonosporineae; 


sequence 3326771 332823 


Actinomycetales; Micromonosporineae; 


3334351 333579 
Actinomycetales; 


3341903 3343371 Dactyl 
Micromonosporineae; 


3380149 3381618 Gordon 
Corynebacterineae; G 


3431175 343257 
Actinomycetales; 


Corynebacterineae; C 


3473444 3474924 Rhodoc 


al sequence 3476498 347797 
e; Actinomycetales; Coryne 


3493260 349458 
Actinomycetales; 


3523483 352488 


partial sequenc 


NR_026293.1 


NR_026292.1 


NR_026290.1 
Micromonos 
NR_026289.1 
NR_026287.1 
Micromo 


NR_026281.1 


NR_026280.1 


NR_026254.1 


NR_026215.1 
Corynebac 


NR_026213.1 


NR_026186.1 


Nocardiacea 
NR_026185.1 


Nocardiacea 
NR_026184.1 


Nocardiacea 
NR_026183.1 


NR_026172.1 
Pseudonoc 
NR_026152.1 


Pseudonocar 


NR_026113.1 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Micromonospora 


3343422 3344899 Micromonospora inositola 
Micromonosporineae; 


Micromonosporaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 


orynebacteriaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


3602073 3602154 23 


3831350 3831411 42 


Clostridia; 
3840264 3840329 39 


104 gi 


2 
in BM 1192/5 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


103 gi 
Rumino 


104 gi 


19846505|ref 


219846341 /ref 


in C94 16S ribosomal RNA, partial sequence 3830735 3832122 Rumino 
Clostridiales; 


coccaceae; 
219846335 


ref 


3601450 360294 
Actinomycetales; Actinom 


Ruminococcus. 


NR_026097.1 


NR_025931.1 


Actinomyces 
5 Actinomyces 
ycineae; 


Ruminococcus 
coccus flavefaciens 


NR_025925.1 


Blastococcus 


3839632 3841072 Blastococcus aggregatus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 


46876 Bacteria_16S 4075212 4075277 39 104 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

46876 Bacteria_16S 4115949 4116014 39 104 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

46876 Bacteria_16S 4210774 4210839 39 104 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

46876 Bacteria_16S 4216935 4217000 39 104 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

46876 Bacteria_16S 162945 163009 40 104 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

46876 Bacteria_16S 215206 215266 43 103 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

46876 Bacteria_16S 369817 369877 43 103 gi| 265678808 |ref|NR_029113.1]| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

46876 Bacteria_16S 418923 418983 43 103 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 


strain LCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 


46876 Bacteria_ 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 
antiquum Bacteria 


Brevibacterium. 
46876 Bacteria_ 


strain G-16.1 16S 


16S 420431 420495 40 104 gi 


; Actinobacteria; Actinobacteridae; Ac 


16S 491169 491229 43 103 


ribosomal RNA, partial sequence 


gi 


418286 41972 
Gammaproteobacteria; Oceanospirillales; 


265678774 
sequence 


265678724 


490502 49197 


Halomonadaceae; 


tinomyceta 


6 Halomonas boliviensis Bacteria; 


Halomonas. 
ref|NR_029079.1| Brevibacterium 
419777 421277 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 
ref|NR_029029.1| Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

46876 Bacteria_16S 726485 726545 42 102 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

46876 Bacteria_16S 920783 920843 41 101 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 

46876 Bacteria_16S 977755 977803 41 89 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

46876 Bacteria_16S 1132598 1132662 40 104 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

46876 Bacteria_16S 1211365 1211425 43 103 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

46876  Bacteria_16S 1212842 1212902 43 103 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

46876 Bacteria_16S 1214335 1214395 43 103 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

46876 Bacteria_16S 1215815 1215875 43 103 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 


strain Esulfidel 
Proteobacteria; 


46876 


sarecensis strain 
Bacteria; 


46876 


strain NCIMB 7030 


46876 
subsp. 
subsp. 


Bacteria_16S 1276001 1276061 43 


Bacteria_16S 1298546 1298610 40 


Bacteria_16S 1474510 1474594 19 


103 gi 


LV4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


104 gi 


55 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


103 gi 


16S ribosomal RNA, partial sequence 1215201 12166 
Gammaproteobacteria; Oceanospirillales; 


219846179 
12753 


219846893 
12979 


219878476 


albus strain DSM 40313 16S ribosomal RNA, partial sequence 


albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


Halomonas 
ref|NR_025769.1 
Halomonadaceae; 
ref |NR_026485.1 
19 1299312 Brevib 
Brevibacteriac 


eae; 


30 Halomonas sulfidaeris Bacteria; 
Halomonadaceae; 


Chromohalobacter 


63 1276810 Chromohalobacter sarecensis 


Chromohalobacter. 
Brevibacterium avium 
acterium avium Bacteria; 
Brevibacterium. 


ref|NR_025615.1 
1473916 147541 


Streptomyces albus 
4 Streptomyces albus 


Streptomycineae; 


46876 Bacteria_16S 1603405 1603469 40 104 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

46876 Bacteria_16S 1784232 1784292 43 103 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

46876 Bacteria_16S 1863435 1863495 43 103 gi|219878292|ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
46876 Bacteria_16S 1865017 1865077 43 103 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

46876 Bacteria_16S 1937979 1938043 40 104 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

46876 Bacteria_16S 2093682 2093766 19 103 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

46876 Bacteria_16S 2390988 2391048 43 103 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 


strain YKJ-16 16S 
Proteobacteria; G 
46876 Bacteria_16S 
strain SHK-1 16S 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2713688 2713748 42 102 gi 
ribosomal RNA, partial sequence 


H 
219857179 


2390343 23918 
alomonad 


2713036 27145 


acea 
ref 


e; Halomona 
NR_024807.1 


35 Halomonas alimentaria Bacteria; 
s 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

46876 Bacteria_16S 3319792 3319852 43 103 gi| 219846706 |ref|NR_026298.1]| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

46876 Bacteria_16S 3353234 3353294 43 103 gi|219846682|ref|NR_026274.1| Halomonas desiderata 


strain FB2 16S ribosomal RNA, partial sequence 


3352589 33540 


83 Halomonas desiderata Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

46876 Bacteria_16S 3385391 3385451 43 103 gi|219846659|ref|NR_026251.1| Chromohalobacter 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

46876 Bacteria_16S 3386864 3386924 43 103 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

46876 Bacteria_16S 3394295 3394359 40 104 gi|219846649|ref|NR_026241.1| Brevibacterium iodinum 


strain DSM 2062 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
46876 Bacteria_16S 3585107 3585167 42 102 gi 
faecium strain ACM 3679 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillo 
46876 Bacteria_16S 3721553 3721637 20 104 gi 
hassiacum strain 3849 16S ribosomal RNA, partial sequen 


oc 
219846519 
en 
nellaceae; 
219846420 

ce 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

46876 Bacteria_16S 3776686 3776746 42 102 gi| 219846379 |ref|NR_025970.1 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermo 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobact 
Thermodesulforhabdus. 

46876 Bacteria_16S 3835689 3835749 43 103 gi| 219846338 |ref|NR_025928.1 


strain C-1 16S ri 
Proteobacteria; G 
46876 Bacteria_16S 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; H 
4055583 4055643 43 103 gi| 219846183 
strain SS20 16S ribosomal RNA, partial sequence 4054980 40563 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 
46876 Bacteria_16S 4113043 4113107 40 104 gi|219846142 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 

permense Bacteria; Actinobacteria; Actinobacteridae; Acti 
Brevibacterium. 
46876 Bacteria_16S 4120596 4120660 40 104 gi| 219846137 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
46876 Bacteria_16S 838532 838603 32 103 gi 
strain AC 615 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


, 


265678487 


6S ribosomal RNA, partial sequence 3393663 33951 
occineae 


ce 35844 


37209 


3835060 38365 
alomonad 


alomonad 


nomyceta 


ococcineae 


; Brevibacteriac 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026011.1 
52 3722442 Mycoba 


acea 
ref 


e; Halomona 
NR_025773.1 


acea 

ref 
4 

les; 


e; Halomonas 
NR_025732.1 
112427 411388 
Micrococcin 


ref|NR_025727.1 


; Brevibacteriac 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Phascolarctobacterium 
larctobacterium faecium 
terium. 

Mycobacterium 

cterium hassiacum 
ycobacteriaceae; 


Thermodesulforhabdus 
desulforhabdus norvegica 


eraceae; 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
s. 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 


ref |NR_028790.1 


Streptosp 


Nonomuraea rubra 


837961 839417 Nonomuraea rubra Bacteria; 
Streptosporangineae; 


orangiaceae 7 Nonomuraea. 


46876 
desulfuricans str 
desulfuricans Bac 
46876 


Bacteria_16S 


teria; 


strain D2-18 16S 
Firmicutes; 


46876 


strain NRRL 15532 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


Bacteria; Actinob 
Nonomuraea. 


46876 


neglectum strain 


Bacteria_16S 


1058756 1058851 8 


Deferribacteres; 
1103810 1103861 52 


ribosomal RNA, partial sequence 
Clostridiales Family XIII. 


Clostridiales; 
1106821 1106892 32 


1447596 1447647 52 


103 gi 


ain SSM1 16S ribosomal RNA, partial sequence 
Deferribacterales; 


103 gi 


11 


103 gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


103 gi 


P9a-h 16S ribosomal RNA, partial sequence 


265678338 


265678306 


265678304 


224581422 


ref|NR_028640.1| Deferribacter 
1058138 1059573 Deferribacter 


Deferribacteraceae; Deferribacter. 


ref 


03152 1104621 Mogibacterium 
Incertae Sedis; 


ref 


NR_028608.1 


NR_028606.1 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Nonomuraea longicatena 


1106217 1107715 Nonomuraea longicatena 


Streptosporangineae; 


Streptosporangiaceae; 


ref 


1446932 1448409 Mogib 


NR_027203.1 


Mogibacterium 


acterium neglectum 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

46876 Bacteria_16S 1735749 1735828 23 102 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 


vaccimaxillae Bac 
Actinomycetaceae; 


46876 


strain DSM43926 1 


46876 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


46876 


strain JCM 3151 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2309186 2309257 32 


2439661 2439712 51 


ain Z-0021 16S ribosomal RNA, 
teria; 


Proteobacteria; 


2670235 2670306 32 


teria; Actinobacteria; Actinobacterida 
Actinomyces. 


103 gi 


6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 


102 gi 


103 gi 


6S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


complete 
Gammaproteobacteria; Methyloc 


219857523 


219857428 
sequence 


219857210 


Microbispora. 
46876 


Firmicutes; 
46876 
strain DSM 43678 


46876 


46876 
strain IFO 14097 


46876 
strain IFO 14094 


46876 
strain 104 


46876 
strain IFO 13155 


46876 
strain SE-32A-C8 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; L 
Bacteria_16S 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
Bacteria_16S 


46876 


Bacteria; 
46876 
strain N. Pfennig 
Bacteria; 
46876 
strain N. Pfennig 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
Bacteria_16S 


46876 
strain HKI0088 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Bacteria_16S 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 


46876 


Bacteria_16S 
strain ATCC 700697 16S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


Proteobacteria; 
Bacteria_16S 


2846330 2846381 52 103 gi| 219856893 


Clostridiales; Clostridiales Family XIII. 
3249979 3250050 32 103 gi| 219846754 


3677932 3678027 8 103 gi| 219846452 


Deferribacteres; 
3736279 3736350 32 


Deferribacterales; 
103 gi|219846410 


3743595 3743666 32 103 gi| 219846405 


3745060 3745131 32 103 gi|219846404 


3746521 3746592 32 103 gi| 219846403 


3720 3782 41 103 gi 
16S ribosomal RNA, partial sequence 3080 


265679061 
4533 
47480 47542 41 103 265679032 
46828 
Gammaproteobacteria; Oceanospirillales; 
56709 56771 41 103 gi| 265679026 
2611 16S ribosomal RNA, partial sequence 56079 
Gammaproteobacteria; Chromatiales; 
58210 58272 41 103 gi 


2711 16S ribosomal RNA, partial sequence 


gi 


265679025 
57580 


65764 65834 19 89 
S ribosomal RNA, partial sequence 


265679020 
66643 


gi 
65168 


336959 337021 39 101 gi| 265678833 


Streptosporanginea 


Streptosporanginea 


Streptosporanginea 


e; Actinomycetales; 


ref 


Streptosporangineae; 


ref 


2438995 244052 


ref 


87 Microbispora 
Streptosporangineae; 


ref 


Inc 
ref 


Streptosporangineae; 


ref 


3677295 367884 
Deferribac 


ref 


ref 


ref 


ref 


ref 


NR_025111.1 


NR_025016.1 
occales; 


NR_024838.1 


NR_024712.1 


ertae Sedis; 
NR_026346.1 


Streptosp 
NR_026043.1 


teraceae; De 
NR_026001.1 


e; Streptosp 
NR_025996.1 


e; Streptosp 
NR_025995.1 


e; Streptosp 
NR_025994.1 


e; Streptosp 
NR_029369.1 


Actinomycineae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Methylobacter 
1 Methylobacter 


Methylococcaceae; 


Microbispora mesophila 


mesophila Bacteria; 
Streptosporangiaceae; 


Mogibacterium vescum 


2845666 2847142 Mogibacterium vescum Bacteria; 


Mogibacterium. 
Nonomuraea salmonea 


16S ribosomal RNA, partial sequence 3249381 3250829 Nonomuraea salmonea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 
thermophilus Bacteria; 
Bacteria_16S 


orangiaceae; Nonomuraea. 
Deferribacter 

5 Deferribacter 
ferribacter. 

Nonomuraea spiralis 


16S ribosomal RNA, partial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


orangiaceae; Nonomuraea. 
Nonomuraea ferruginea 


16S ribosomal RNA, partial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Streptosporanginea 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


orangiaceae; Nonomuraea. 
Legionella erythra 


Legionella erythra Bacteria; 


48321 


57529 
Chromati 


ref 


59029 


Thi 
ref 


egionella. 
NR_029340.1 
Alcani 
anivoracacea 
NR_029334.1 
Thiocy 
aceae; Thioc 
NR_029333.1 
Thiocy 
ocystis. 
NR_029328.1 


Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Thiocystis gelatinosa 
stis gelatinosa 

ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


Bogoriellaceae; Bogoriella. 
ref|NR_029138.1| Parascardovia 
336318 337835 Parascardovia 


denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 
46876  Bacteria_16S 394223 394285 41 103 gi|265678792|ref|NR_029097.1| Oribacterium sinus 


strain AIP 354.02 


16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 


393626 394999 Oribacterium sinus Bacteria; 


46876 


46876 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


46876 


strain QH3A7 16S 


46876 


strain BCH 16S ri 


46876 


strain W16 16S ri 


46876 


6611 16S ribosoma 
Gammaproteobacter 


46876 


halophila strain 
Bacteria; 


46876 


strain Greoux 11 
Bacteria; 


46876 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


46876 


strain s840-96-2 
Firmicutes; 


46876 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


46876 


strain DSM 176 16 
Proteobacteria; Gammaproteobacteria; Ch 


46876 


strain DSM 169 16 


46876 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


46876 


strain T9 16S rib 


46876 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


46876 


venustensis strai 
Bacteria; 


46876 


buryatense strain 
Bacteria; 
Bacteria_16S 
australiense stra 
australiense Bact 
Propionibacteriac 


46876 


46876 


sapomandens strai 
sapomandens Bacte 


46876 


46876 


Bacteria_16S 
strain YIM 70085 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


teria; 


Clostridia; 


S ribosomal RNA, 


S ribosomal RNA, parti 
Proteobacteria; Gammaproteobacteria; Ch 


in DSM 4903 16S riboso: 
eria; Actinobacteria; 
eae; Propionimicrobium. 


osomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; Oc 


rain ALEN 1 16S riboso 
cteria; 


n IS04 16S ribosomal R 
Proteobacteria; 


5B 16S ribosomal RNA, 
Proteobacteria; 


in LCDC-98A072 16S rib 
eria; Actinobacteria; 
eae; Propionibacterium. 
Bacteria_16S 
n DSM 3223 16S ribosomal RNA, partial 
ria; Clostridia; 
Bacteria_16S 
strain 2074-AUS-E 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; Le 
Bacteria_16S 


beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 


421951 422021 19 


426658 426728 19 


489557 489627 19 


597498 597560 41 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


674921 674991 19 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


732528 732590 41 


1 RNA, partial sequence 
ia; 


Chromatiales; 
733951 734013 41 


903713 903775 41 


906803 906873 32 
Proteobacteria; 
1418285 1418335 52 


Clostridiales; 
1848370 1848440 19 


2024868 2024930 41 


2029404 2029466 41 


2079993 2080055 41 


2086154 2086216 41 


2127184 2127246 41 
Proteobacteria; 


2263713 2263775 41 


2277551 2277613 41 


2359100 2359162 41 


2429041 2429103 41 


Firmicutes; 
2501565 2501627 41 


2503071 2503133 41 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Chromatiaceae; 


romatiales; 


al sequence 
romatiales; 


quence 
eanospirillales; 


Gammaproteobacteria; 


89 gi 


89 gi 


265678773 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 


265678770 


1 sequence 
e; Actinomycetales; 


ref |NR_029078.1 


Yaniellaceae; 
ref|NR_029075.1 


426041 427535 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
ococcineae; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 


Micrococcineae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Dermatophilus chelonae 


89 gi|265678725|ref|NR_029030.1 
488917 49045 
Micrococcineae; Jonesiaceae; Jonesia. 
103 gi|265678654|ref|NR_028959.1 
596871 59824 
Chromatiaceae; Thiobaca. 
89 gi|265678599|ref|NR_028904.1 
674316 675810 Dermatophilus 


Micrococcineae; 
103 gi|265678560|ref|NR_028864.1 
731878 733268 Thiocapsa rosea Bacteria; 
Thiocapsa. 
103 gi| 265678559 |ref|NR_028863.1 


4270 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


103 gi 


D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


102 gi 


ain S'pore Tl 16S ribosomal RNA, partial sequenc 
Deltaproteobacteria; 


102 gi 


16S ribosomal RNA, partial sequence 1417633 14190 
Clostridiales Family XI. I 


n CCUG 44697 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 


89 gi| 219878303 
sequence 

Actinomyc 

103 gi| 219878179 


complete sequence 2024259 20257 
Chromatiaceae; 


103 gi 


20 


103 gi 


mal RNA, partial sequence 
Actinobacteridae; 


103 gi 


20 


103 gi 


mal RNA, partial sequence 
Gammaproteobacteria; 


103 gi 


NA, partial sequence 22630 
Oceanospirillales; 


103 gi 


partial sequence 
Gammaproteobacteria; Methylococcales; M 


103 gi 


osomal RNA, partial sequen 
Actinobacteridae; 


103 gi 


Clostridiales; 


103 gi 


rtial sequence 
gionellales; Legionellaceae; Legionella. 


103 gi 


Chromatiaceae; 


73331 


265678442 
90307 


265678440 


224581446 


219878176 
28754 20301 


219878136 


Actinomy 


219878132 
85504 20870 
Alcanivor 
219857650 
Chr 


219857557 


219857548 


22768 


219857488 


219857438 
sequence 


219857381 
25009 


Chromatiaceae; 


Actinomycetales; Propion 


Peptococcaceae; 


ref |NR_028744.1 


ref |NR_028742.1 
e 906169 907666 


ref |NR_027228.1 


ref |NR_025442.1 
1847763 184924 


ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025315.1 


Chromatium. 
ref|NR_025275.1 

2079371 208087 
cetales; Propion 
ref|NR_025271.1 
acaceae; 
ref |NR_025239.1 

2126557 212798 
omatiales; Ectot 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref |NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025076.1 
ce 2358483 235995 


ref|NR_025026.1 

2428395 242981 
Desu 
ref|NR_024969.1 
08 2502354 Legion 


219857380 


chelonae Bacteria; 


Dermatophilaceae; Dermatophilus. 


Thiocapsa rosea strain 
Proteobacteria; 


Thiohalocapsa 


9 734742 Thiohalocapsa halophila 
Thiohalocapsa. 


Legionella gresilensis 


2 904507 Legionella gresilensis 


Legionellaceae; Legionella. 


Desulforhopalus 
Desulforhopalus 


Desulfobacterales; Desulfobulbaceae; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 
ncertae Sedis; Helcococcus. 


Arcanobacterium 
8 Arcanobacterium 


etales; Actinomycineae; 


Isochromatium buderi 
buderi Bacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Propionibacterium 

1 Propionibacterium 
ibacterineae; 


Desulfotomaculum 

8 Desulfotomaculum 
1lfotomaculum. 

Legionella waltersii 
ella waltersii Bacteria; 


ref|NR_024968.1 


250240 


Legionella 
5 2503874 Legionella 


beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


46876 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


46876 


strain IFO 13911 


46876 


strain IFO 14915 


46876 


strain IFO 12512 


46876 


consettensis stra 
consettensis Bact 
Micromonosporacea 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2656809 2656871 41 


2800783 2800853 19 


2802304 2802374 19 


2803825 2803895 19 


2806869 2806939 19 


2866422 2866504 20 


103 


train NSP 41 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


89 


89 


89 


89 


eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 


in IFO 14913 16S ribosomal RNA, partial 
7 


102 


gi|219857219 


gi|219857116 


16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


gi|219857115 


16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


gi|219857114 


16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


gi|219857112 


gi| 219856880 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 


stanieri Bacteria; 
Marinobacterium. 


46876 


strain 087-AZ-H 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; Le 


46876 


strain LS-13 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Le 


46876 


strain 441-1 16S 


46876 


caldus strain KU 


46876 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


46876 


pedioforme strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


pedioforme Bacteria; 


46876 


strain CE2203 16S 


46876 


strain LLAP12 16S 
Bacteria; 


46876 


strain L2 16S rib 


46876 


strain DSM 43151 


46876 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


46876 


strain DSM 20032 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Le 


DSM 3802 16S ribosoma 
ribosomal RNA, partia 
Proteobacteria; Gammaproteobacteria; Ch 


ribosomal RNA, partia 
Proteobacteria; 


2989833 2989895 41 


2991366 2991428 41 


2992860 2992922 41 


2997422 2997484 41 


3058234 3058296 40 
Proteobacteria; 
3149813 3149875 41 
Proteobacteria; 


3172695 3172757 41 


3266575 3266637 41 


3267993 3268055 41 


3333449 3333519 19 


3348610 3348680 19 


3454280 3454350 19 


3739204 3739274 32 


Proteobacteria; Gammaproteobacteria; 


103 


103 


sequence 


103 


sequence 
gionellales; Legionellaceae; Legionella. 


103 


102 


n DSM 2873 16S ribosomal RNA, partial 


ria‘ Gammaproteobacteria; 


103 


103 


1 sequence 
romatiales; 


103 


1 sequence 
Gammaproteobacteria; Legionellales; 


103 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


89 


89 


3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


89 


102 


gi| 219846930 


gi| 219846929 


2990709 2992158 Fluoribacter 
gionellales; Legionellaceae; Fluoribacter. 


gi| 219846928 


sequence 
Actinomycetales; 


sequence 
Actinomycetales; 


Alteromonadales; 


ref|NR_024847.1| Nocardioides 

2656189 2657663 Nocardioides 
Propionibacterineae; 
ref|NR_024744.1| Actinoplanes italicus 
italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 
NR_024743.1| Actinoplanes humidus 
humidus Bacteria; 
Micromonosporaceae; Actinoplanes. 
NR_024742.1| Actinoplanes digitatis 
digitatis Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024740.1| Actinoplanes 

2806275 2807745 Actinoplanes 
Micromonosporineae; 


ref 


ref 


ref|NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 

Alteromonadaceae; 

ref 


NR_026522.1| Legionella tucsonensis 


ial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
gionellales; Legionellaceae; Legionella. 


ref|NR_026521.1| Fluoribacter gormanii 


gormanii Bacteria; 
ref 


NR_026520.1| Legionella brunensis 


2992209 2993681 Legionella brunensis Bacteria; 


gi|219846925 


16S ribosomal RNA, partial sequence 2996783 29982 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; 


219846883 
sequence 


gi 


gi| 219846822 


1 RNA, partial sequence 
Gammaproteobacteria; 


gi| 219846806 
3172065 31735 


Chromatiaceae; 


gi| 219846743 
3265947 32672 


gi| 219846742 
3267345 32688 


gi|219846696 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846685 
33480 


gi 


gi|219846607 


16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi| 219846408 


Acidithiobacillaceae; 


Aeromonadales; 


Chromatiales; 


Legionellaceae; 


omonosporineae Hi 


Micromonosporineae; 


ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 
ref|NR_026475.1| Succinimonas 
3057592 3059053 Succinimonas 
Succinivibrionaceae; 


ref|NR_026414.1| Thiolamprovum 

3149167 3150625 Thiolamprovum 
Chromatiaceae; Thiolamprovum. 
ref|NR_026398.1| Thiorhodococcus minor 
14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 
ref|NR_026335.1| Legionella drancourtii 
94 Legionella drancourtii LLAP12 
Legionella. 

ref|NR_026334.1| Legionella lytica 

25 Legionella lytica Bacteria; 


ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref |NR_026277.1| Micromonospora 

02 3349477 Micromonospora coerulea 
Micromonosporaceae; 


ref|NR_026199.1| Kocuria kristinae 

36 Kocuria kristinae Bacteria; 
Micrococcaceae; Kocuria. 
ref|NR_025999.1| Nonomuraea polychroma 


strain IFO 14345 


Stre 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ptosporang 


ineae; 


46876 


strain 25-4 16S r 


Bacteria_16S 


3999720 3999782 41 


103 


ibosomal RNA, partial sequence 


gi| 219846225 
3999120 40005 


ref|NR_025815.1 


40 Nonomuraea polychroma Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


anthomonad 


aceae; 


46876 


strain GB8-1 16S 
Firmicutes; 


46876 


Bacteria_16S 


Bacteria_16S 


4086009 4086071 41 


Clostridiales; 
4129734 4129796 41 


103 


ribosomal RNA, partial sequence 


Clostridia; Syntrophomonadaceae; 


103 


gi|219846162 
4085324 40868 


219846130 


gi 


ref|NR_025752.1 


ref |NR_025720.1 


Silanimonas. 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 
Syntrophomonas. 


Aestuariibacter 


salexigens strain JC2042 16S ribosomal RNA, partial sequence 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Aestuariibacter. 


rs 


129099 4130537 Aestuariibacter 


46876 Bacteria_16S 626 691 39 104 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

46876 Bacteria_16S 2165 2230 39 104 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

46876 Bacteria_16S 12581 12630 41 90 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

46876 Bacteria_16S 45931 45996 39 104 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
46876 Bacteria_16S 59728 59789 42 103 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

46876 Bacteria_16S 97474 97535 41 102 gi| 265678998 |ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

46876 Bacteria_16S 98982 99043 41 102 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
46876 Bacteria_16S 103584 103649 39 104 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

46876 Bacteria_16S 108104 108169 39 104 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

46876 Bacteria_16S 115851 115916 39 104 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

46876 Bacteria_16S 118907 118976 20 89 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

46876 Bacteria_16S 120410 120479 20 89 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 


strain 136 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
strain CE40 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitr 
Bacteria_16S 
ureafaciens strain NC 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


46876 


46876 


46876 


Arthrobacter. 
46876 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
46876 Bacteria_16S 204336 204389 50 103 gi| 265678927 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomace 
46876 Bacteria_16S 221283 221348 39 104 gi| 265678915 
genavense strain 2289 16S ribosomal RNA, partial sequence 22065 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 

46876 Bacteria_16S 225766 225831 39 104 gi| 265678912 
strain 2502 16S ribosomal RNA, partial sequence 225125 22658 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
46876 Bacteria_16S 227273 227338 39 104 gi| 265678911 
aichiense strain 49005 16S ribosomal RNA, partial sequence 22663 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 

46876 Bacteria_16S 228779 228844 39 104 gi| 265678910 


strain 47001 16S 


119823 12132 


Bacteria_16S 
strain 27 16S ribosomal RNA, partial sequence 


Micr 


123498 123567 20 89 gi 


Micr 


124997 125058 42 103 gi 


134167 134236 20 89 gi 


137115 137184 20 89 gi 


122905 12429 


136495 13800 


ococcineae 
265678980 


ococcineae 
265678979 
sequence 

ospiraceae 
265678973 
ce 13354 
ales; Micr 


265678971 


ribosomal RNA, partial sequence 


2 Cellulomonas uda Bacteria; 


Corynebacterineae; 


Corynebacterineae; 


; Cellulomonadaceae; Cellulomonas. 


ref |NR_029288.1| Cellulomonas hominis 
8 Cellulomonas hominis Bacteria; 
; Cellulomonadaceae; Cellulomonas. 
ref|NR_029287.1| Nitrospira 

124349 125867 Nitrospira 
; Nitrospira. 
ref|NR_029281.1] Arthrobacter 
6 135015 Arthrobacter ureafaciens 
ococcineae; Micrococcaceae; 
ref|NR_029279.1| Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


; Cellulomonadaceae; Oerskovia. 

ref |NR_029235.1| Dictyoglomus 
203662 205201 Dictyoglomus 

ae; Dictyoglomus. 

ref |NR_029223.1| Mycobacterium 

9 222097 Mycobacterium genavense 


Mycobacteriaceae; 


ref|NR_029220.1| Mycobacterium chitae 
1 Mycobacterium chitae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_029219.1| Mycobacterium 

2 228087 Mycobacterium aichiense 
Mycobacteriaceae; 


ref|NR_029218.1| Mycobacterium obuense 


228138 229595 Mycobacterium obuense Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


46876 Bacteria_16S 230287 230352 39 104 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
46876 Bacteria_16S 242762 242827 39 104 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

46876 Bacteria_16S 285030 285091 41 102 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
46876 Bacteria_16S 297239 297304 39 104 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
46876 Bacteria_16S 322964 323025 42 103 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

46876 Bacteria_16S 333851 333916 39 104 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

46876 Bacteria_16S 359280 359349 20 89 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
46876 Bacteria_16S 360826 360895 20 89 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

46876 Bacteria_16S 368262 368323 42 103 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

46876 Bacteria_16S 374238 374299 42 103 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

46876 Bacteria_16S 397202 397271 20 89 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

46876 Bacteria_16S 403419 403480 42 103 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

46876 Bacteria_16S 409575 409636 42 103 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

46876 Bacteria_16S 429746 429815 20 89 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

46876 Bacteria_16S 435979 436040 42 103 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

46876 Bacteria_16S 466507 466576 20 89 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

46876 Bacteria_16S 478710 478775 39 104 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

46876 Bacteria_16S 480259 480324 39 104 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

46876 Bacteria_16S 530852 530917 39 104 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

46876 Bacteria_16S 538491 538556 39 104 gi|265678693|ref|NR_028998.1| Mycobacterium 


psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 


537853 539333 Mycobacterium 


psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


46876 Bacteria_16S 


543017 543102 18 


103 


strain JR 16S ribosomal RNA, partial sequence 


Deferribacteres; 


46876 Bacteria_16S 


flavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae 
Streptomyces. 


Streptomycetaceae; 
46876 Bacteria_16S 


strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter 
Actinobacteria; Rubrobacteridae; 


46876 Bacteria_16S 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae 
Mycobacterium. 


Mycobacteriaceae; 
46876 Bacteria_16S 


cangkringensis strain D13P3 16S ribosomal RNA, partial 
cangkringensis Bacteria; Actinobacteria; Actinobacterid 
Streptomyces. 


Streptomycetaceae; 
46876 Bacteria_16S 
impatiens strain 
Bacteria; 
Saccharospirillum. 
46876 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
46876 Bacteria_16S 


Deferribacterales; 


553746 553807 42 


567490 567571 8 


580965 581030 39 


600412 600473 42 


605040 605101 41 


617441 617506 39 


624849 624914 39 


Deferribacteraceae; 


103 


89 


Solirubrobacterales; C 


104 


103 


102 


EL-105 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Oceanosp 


104 


1406 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


104 


strain E846 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


46876 Bacteria_16S 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


46876 Bacteria_16S 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


46876 Bacteria_16S 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial 
lacusekhoensis Bacteria; Actinobacteria; Actinobacterid 


635535 635604 20 


637066 637135 20 


641703 641772 20 


Micrococcaceae; Nesterenkonia. 


46876 Bacteria_16S 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinomycetales; Micrococcineae; Micr 


Actinobacteridae; 


46876 Bacteria_16S 


pluranimalium strain M430/94/2 16S ribosomal RNA, parti 
pluranimalium Bacteria; Actinobacteria; Actinobacterida 
Arcanobacterium. 


Actinomycetaceae; 
46876 Bacteria_16S 
strain M343/98/2 


46876 Bacteria_16S 


catecholicum strain NZva20 16S ribosomal RNA, partial s 
Deltaproteobacte 


catecholicum Bacteria; 
46876 Bacteria_16S 


647933 648002 20 


668833 668902 20 


673464 673545 23 


688568 688629 41 


Proteobacteria; 
712436 712501 39 


89 


89 


89 


89 


89 


104 


102 


104 


strain gM-1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


46876 Bacteria_16S 
botniense strain 


Mycobacterium. 
46876 Bacteria_16S 


paurometabolica strain YIM 90007 16S ribosomal RNA, par 


713995 714060 39 


740165 740230 39 


104 


E347 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


104 


gi 


542382 543900 Deferribacter 
Deferribacter. 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


624219 625725 Mycobacterium 
nebacterineae; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


711792 71330 
nebacterineae; 


gi 


gi 


ae; 


nce 
ales; 


ae; 


ce 
ales; 


265678690 


265678683 


al sequence 553128 554608 
; Actinomycetales; 


265678674 


onexibacteraceae; 


265678665 
sequence 


; Actinomycetales; 


265678652 
sequence 


265678648 


irillales; 


265678640 


265678635 


265678627 


265678626 


265678623 


sequence 
Actinomycetales; 


265678619 


ococcaceae; 


265678603 


al sequence 668320 669706 
e; Actinomycetales; 


265678600 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


265678590 


equence 
ria; 


265678574 


265678573 


265678554 


tial sequence 


Actinomycetales; 


Desulfobacterales; De 


713359 714869 Mycoba 
Corynebacterineae; M 


ref|NR_028995.1 


ref |NR_028988.1 


ref |NR_028979.1 


ref |NR_028970.1 
580337 581817 


ref|NR_028957.1 
599812 601293 


ref |NR_028953.1 


ref |NR_028945.1 


ref|NR_028940.1 


ref|NR_028932.1 


ref|NR_028931.1 


ref |NR_028928.1 

641107 642573 
Micro 
ref |NR_028924.1 
Kocuria. 
ref|NR_028908.1 
Actino: 


ref|NR_028905.1 
Actinomycetace 
ref|NR_028895.1 

687908 689408 


ref |NR_028879.1 
8 Mycobacterium 
Mycobacteri 


ref |NR_028878.1 


ref|NR_028858.1 


739522 


Deferribacter abyssi 
abyssi Bacteria; 


Streptomyces 
Streptomyces 


Streptomycineae; 


Conexibacter woesei 


woesei Bacteria; 
Conexibacter. 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Streptomyces 
Streptomyces 


Streptomycineae; 


Saccharospirillum 


ence 604420 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 


Mycobacterium 


616795 618320 Mycobacterium holsaticum 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
ococcineae; Intrasporangiaceae; 


Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
ococcineae; Intrasporangia 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Kocuria polaris strain 
ria; Actinobacteria; 


Arcanobacterium 
Arcanobacterium 


mycineae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
nomycineae; 


ae; Actinomyces. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 


46876 Bacteria_16S 


strain Uedal07 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


46876 Bacteria_16S 


Pseudonocardiaceae; 


771137 771198 41 


774241 774306 39 


Saccharomonospor 


102 


104 


gi 


770475 77198 
seudomonadaceae; 


gi 


a. 


265678532 


265678530 


ref |NR_028836.1 


Cellvibri 


ref 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


Oo. 
Prauserella alba 


NR_028834.1 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


46876 


satelles strain V 
satelles Bacteria 
Bacteria_16S 


46876 


beijiangensis str 
beijiangensis Bac 


Bacteria_16S 


Streptomycetaceae 
46876 Bacteria_16S 
montefiorense str 


montefiorense Bac 
Mycobacteriaceae; 
Bacteria_ 


46876 
strain CFBP 4188 
Proteobacteria; 

46876 


Streptomyces. 
46876 


psychrophila Bact 
Desulfotalea. 
46876 
strain Y9 16S rib 


Bacteria_ 
scopiformis strai 
Bacteria; Actinob 


G 


Bacteria_16S 
psychrophila stra 


Bacteria_16S 


783564 783625 42 103 gi|265678523|ref|NR_028827.1| Shuttleworthia 
PI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 
786569 786630 42 103 gi|265678521|ref|NR_028825.1| Streptomyces 
ain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
811108 811173 39 104 gi|265678505|ref|NR_028808.1| Mycobacterium 
ain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
16S 867393 867454 42 103 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
16S 876254 876315 42 103 gi|265678461|ref|NR_028764.1| Streptomyces 
n A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
acteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
927028 927089 41 102 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
in LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 


eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
964026 964091 39 104 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
osomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

46876 Bacteria_16S 968624 968685 42 103 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

46876 Bacteria_16S 1076595 1076664 20 89 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 

46876 Bacteria_16S 1085627 1085688 42 103 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
46876 Bacteria_16S 1090294 1090355 42 103 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

46876 Bacteria_16S 1099263 1099324 42 103 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

46876 Bacteria_16S 1100731 1100792 42 103 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 


Firmicutes; Clost 
46876 
strain DF-32 16S 
Actinobacteria; A 
Microbispora. 
46876 
strain AAFu3 16S 
Deferribacteres; 
46876 
DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 

46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; Actinobacteridae; Actinomycetal 


1175052 1175113 41 102 gi 


228718 


es; 


578 


Pseu 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

1108381 1108442 42 103 gi|265678303|ref|NR_028605.1| Microbispora corallina 
ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 

1149301 1149362 42 103 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacterales; Deferribacteraceae; Geovibrio. 

1170465 1170526 42 103 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
osomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 


donocardineae; Pseudonocardiaceae; 


ref|NR_027574.1| Kangiella koreensis 


DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

46876 Bacteria_16S 1196227 1196280 50 103 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

46876 Bacteria_16S 1221762 1221831 20 89 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

46876 Bacteria_16S 1226312 1226381 20 89 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

46876 Bacteria_16S 1227870 1227931 41 102 gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans 


strain R-4079 16S 


ribosomal RNA, partial sequence 


1227244 1228719 Cellvibrio fibrivorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


46876 


Proteobacteria; 
46876 


frederiksbergense 
frederiksbergense 


Mycobacteriaceae; 
46876 
strain CDC 941078 


Bacteria_16S 
strain R-4069 16S 
G 


Bacteria_16S 


1229406 1229467 41 102 
ribosomal RNA, partial sequence 


gi 


1235474 1235539 39 104 gi 


Mycobacterium. 
1250519 1250584 39 104 gi 
16S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


219878280 


1228770 12302 
seudomonad 


219878254 


219857412 


artial seq 
ridae; Act 


12499 


ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 

ref |NR_025393.1| Mycobacterium 

uence 1234868 1236341 Mycobacterium 
inomycetales; Corynebacterineae; 


ref|NR_025000.1 
18 1251238 Mycoba 


Mycobacterium kubicae 
cterium kubicae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
46876 Bacteria_16S 1307684 1307745 42 103 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
46876 Bacteria_16S 1312190 1312251 42 103 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 
46876 Bacteria_16S 1416719 1416784 39 104 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
46876 Bacteria_16S 1425932 1425993 42 103 gi|224581441|ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
46876 Bacteria_16S 1427497 1427558 42 103 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
46876 Bacteria_16S 1453503 1453572 20 89 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
46876 Bacteria_16S 1460919 1460988 20 89 gi|224581412|ref Kocuria carniphila 


strain CCM 132 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
Bacteria_16S 


46876 
subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 
46876 
subsp. rimosus st 
subsp. rimosus Ba 
Streptomycetaceae 
46876 
strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 
46876 
paranensis strain 
paranensis Bacter 
Streptomycetaceae 
46876 
terrestris strain 
terrestris Bacter 
Streptomycetaceae 
46876 
gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 
46876 
canariasense stra 
canariasense Bact 
Mycobacteriaceae; 
46876 
strain DSM 40258 


Bacteria_16S 


Bacteria_16S 
HKI 0190 16S ribosomal RNA, partial s 


Bacteria_16S 
HKI 0186 16S ribosomal RNA, partial s 


Bacteria_16S 
HKI 0314 16S ribosomal RNA, partial s 


Bacteria_16S 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 


Bacteria_16S 


S ribosomal RNA, partial sequence 


1476094 1476159 39 104 gi 


1488366 1488427 42 103 
rain JCM 4667 16S ribosomal RNA, 


gi 


; Streptomyces. 


1489895 1489964 20 89 gi 
16S ribosomal RNA, partial sequence 


1556176 1556237 42 103 gi 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


1557670 1557731 42 


’ 


103 gi 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1559164 1559225 42 


’ 


103 gi 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1560649 1560714 39 


’ 


104 gi 


Mycobacterium. 


1589460 1589521 42 103 gi 


46876 


Streptomycetaceae 


1591008 1591069 42 103 gi 


Streptomyces. 


’ 


compl 
cteria; Actinobacteria; Actinobacterid 


acteria; Actinobacteridae; Actinomycet 


Stre 


1460297 14618 
ococcineae 


219878445 
1 


a 
mp 
219857134 
et 
ae 


, 


219846947 


ales; 
219846194 
equence 
Ac 


219846193 
equence 
Ac 


219846192 
equence 
Ac 


219846147 
equence 


’ 


219878485 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 
219878484 


sequence 
Actinomy 
lex (MAC 


e sequen 
Actino: 


14892 


Cory 


tinomyce 


tinomyce 


tinomyce 


Actinomy 


omycinea 


NR_027193.1 

11 Kocuria carniphila Bacteria; 

; Micrococcaceae; Kocuria. 

ref|NR_025584.1| Mycobacterium avium 
1475465 1476936 Mycobacterium avium 

cetales; Corynebacterineae; 

ys 

ref |NR_024762.1 

ce 1487741 148922 

mycetales; Strep 


’ 


Streptomyces rimosus 
5 Streptomyces rimosus 
tomycineae; 


ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


ref|NR_025784.1 
1555586 155703 
tales; Streptomy 


Kitasatospora 
1 Kitasatospora 
cineae; 


ref|NR_025783.1 
1557082 155852 
tales; Streptomy 


Kitasatospora 
5 Kitasatospora 
cineae; 


ref|NR_025782.1 
1558576 156000 
tales; Streptomy 


Kitasatospora 
4 Kitasatospora 
cineae; 


ref |NR_025737.1 
1560055 156148 
cetales; Coryneb 


Mycobacterium 
7 Mycobacterium 
acterineae; 
ref|NR_025624.1| Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025623.1| Streptomyces 

1590391 1591888 Streptomyces 
Streptomycineae; 


46876 Bacteria_16S 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; 


Streptomycineae; 
46876 Bacteria_16S 
chrestomyceticus 
chrestomyceticus 
Streptomycetaceae; 
46876 


Bacteria_16S 


Streptomycetaceae; 


46876 Bacteria_16S 


strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces 


1592556 1592617 42 


1594102 1594163 42 


1595649 1595710 42 


1597197 1597258 42 


103 


Streptomyces. 


103 


103 


2 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


103 


Actinobacteria; Actinobacteridae; Actinomycetales; 


46876 Bacteria_16S 


olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
46876 Bacteria_16S 
strain DSM 40597 


1598745 1598806 42 


1600293 1600354 42 


103 


103 


Actinobacteria; Actinobacteridae; Actinomycetales; 


46876 Bacteria_16S 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomycineae; 
46876 


Bacteria_16S 


1601841 1601902 42 


1625976 1626045 20 


103 


Streptomyces. 


89 


219878483 
partial 


gi 


gi|219878482 


strain DSM 40545 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi|219878481 


gi|219878480 


gi| 219878479 


gi|219878478 


16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces 


gi|219878477 


gi|219878459 


bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 


bolidensis Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; Arsenicicoccus. 


46876 Bacteria_16S 


1662592 1662657 39 


104 


gi|219878433 


philippinense strain A 80407 16S ribosomal RNA, partial sequence 


philippinense Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Kibdelosporangium. 


46876 Bacteria_16S 
strain R2014 16S 


46876 Bacteria_16S 


ostraviensis strain LMG 19434 16S ribosomal RNA, partial 


ostraviensis Bacteria; 
Cellvibrio. 
46876 Bacteria_16S 


strain KMM 241 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadacea 


46876 Bacteria_16S 
rhodesiae strain 


Mycobacteriaceae; 
46876 Bacteria_16S 
strain DSM 44222 


46876 Bacteria_16S 
strain DSM 44515 


46876 Bacteria_16S 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
46876 Bacteria_16S 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


thomasii Bacteria; 
Anaerobiospirillum. 
46876 Bacteria_16S 


1668735 1668800 39 


1691486 1691547 41 
Proteobacteria; 


1700800 1700861 41 


1726610 1726675 39 


1728149 1728214 39 


1729686 1729751 39 


1731198 1731263 39 


1741915 1741976 41 


1758754 1758819 39 


104 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


102 


Gammaproteobacteria; 


102 


104 


DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Mycobacterium. 


104 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


104 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


104 


102 


104 


strain SPR2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


46876 Bacteria_16S 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 


1772125 1772186 42 


103 


Actinobacteria; Actinobacteridae; Actinomycetales; 


46876 Bacteria_16S 


1773623 1773684 42 


103 


Actinomycetales; 


sequence 
Actinomycetales; 


RNA, partial sequence 


Actinomycetales; 


ref|NR_025622.1 
sequence 159193 


ref|NR_025621.1 


159348 


ref |NR_025620.1 
1595032 159652 


ref|NR_025619.1 


ref|NR_025618.1 


159812 


ref|NR_025617.1 


ref|NR_025616.1 


ref|NR_025598.1 
1625384 162685 
Micrococc 


ref|NR_025572.1 
1661967 166345 


Streptomyces rimosus 
9 1593434 Streptomyces 


Actinobacteridae; Actinomycetales; 


Streptomyces 
5 1594981 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces niger 


niger Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 
1601224 1602721 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Kibdelosporangium 
6 Kibdelosporangium 


Actinomycet 


219878429 |ref 


gi 


ales; 


NR_025568.1 


Pseudonocardineae; 


Actinomyces nasicola 


1668114 1669588 Actinomyces nasicola Bacteria; 


Ac 
219878413 |ref 


sequence 


gi 
Pseudomon 


219878407 |ref 


gi 


1690867 169233 


NR_025552.1 
adales; 


NR_025546.1 


tinomycetaceae; Actinomyces. 


Cellvibrio 
5 Cellvibrio 


Pseudomonadaceae; 


Glaciecola mesophila 


1700153 1701651 Glaciecola mesophila Bacteria; 


219878390|ref 


gi 


219878389 |ref 


gi 


219878388 |ref 


gi 


gi|219878387|ref 


219878379 |ref 


gi 
Aeromonadales 


219878366|ref 


gi 


1725987 172747 


13 Mycobacterium 


19 Mycobacterium 


1730570 173206 
Actinomycetales; 


1741287 174278 


e; Glaciecol 
NR_025529.1 


; Corynebact 
NR_025528.1 


Mycobacteri 
NR_025527.1 


Mycobacteri 
NR_025526.1 


Coryneba 
NR_025518.1 
; Succinivib 


NR_025505.1 


a. 
Mycobacterium 
1 Mycobacterium 
erineae; 


pulveris Bacteria; 
aceae; Mycobacterium. 
Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 

2 Mycobacterium 
cterineae; 


Anaerobiospirillum 
0 Anaerobiospirillum 


rionaceae; 


Gordonia sihwensis 


1758120 1759618 Gordonia sihwensis Bacteria; 


219878355|ref 


gi 


219878354 |ref 


gi 


83 Streptomyces 
Streptomycineae; Streptomyceta 


Gordoniacea 
NR_025494.1 


e; Gordonia. 
Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 


NR_025493.1 


Streptomyces 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 


roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


Strep 


tomycineae; 


Mycobacterium pulveris 


46876 
longisporus strai 
longisporus Bacte 
Streptomycetaceae 
46876 
paurometabola str 
paurometabola Bac 
Cellulomonadaceae; 
46876 Bacteria_16S 1807060 1807129 20 89 gi| 219878331 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
46876 Bacteria_16S 1849945 1850006 42 103 gi| 219878302 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xantho 
Thermomonas. 

46876 Bacteria_16S 1860385 1860446 41 102 gi 
stellipolaris strain LMG 21861 16S ribosomal RNA, parti 
stellipolaris Bacteria; Proteobacteria; Gammaproteobact 
Alteromonas. 
46876 Bacteria_16S 
strain LMG 21857 
Proteobacteria; 
46876 
nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 
46876 Bacteria_16S 1886555 1886620 39 104 gi| 219878274 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Pseudonocardiaceae; Saccharomonospora. 

46876 Bacteria_16S 1957681 1957750 20 89 
strain CF-25 16S ribosomal RNA, partial sequence 


Bacteria_16S 1775120 1775181 42 103 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

Bacteria_16S 1805522 1805591 20 89 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 


219878353 
sequence 
Actinomyc 


ref |NR_025492.1 
1774532 177597 
etales; 


Streptomyces 
9 Streptomyces 
Streptomycineae; 
219878332|ref|NR_025471.1 
al sequence 1804913 180639 
e; Actinomycetales; Microc 


Oerskovia 
8 Oerskovia 
occineae; 
ref|NR_025470.1| Oerskovia jenensis 
32 Oerskovia jenensis Bacteria; 
Cellulomonadaceae; Oerskovia. 
NR_025441.1| Thermomonas 
1849299 1850798 Thermomonas 
monadales; Xanthomonadaceae; 


219878294 
al sequenc 
eria; Alte 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


1869546 1869607 41 102 gi| 219878288 
16S ribosomal RNA, partial sequence 1868909 18703 
Gammaproteobacteria; Alteromonadales; Alteromonad 
Bacteria_16S 1874151 1874220 20 89 gi| 219878285 
M597/99/10 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 


ref|NR_025427.1| Glaciecola polaris 
93 Glaciecola polaris Bacteria; 

aceae; Glaciecola. 

ref|NR_025424.1] Arthrobacter 

1873541 1874936 Arthrobacter 

tales; Micrococcineae; Micrococcaceae; 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


v 


gi|219878223 
1957067 19585 


ref |NR_025362.1 
65 Arthrobacter 


Arthrobacter luteolus 
luteolus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


46876 
smegmatis strain 


smegmatis Bacteri 


Mycobacteriaceae; 
46876 
strain CCUG 35957 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


46876 
broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 
46876 
elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 
46876 
stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 
46876 
reticuliscabiei s 
reticuliscabiei B 


Streptomycetaceae; 


46876 
somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 
46876 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 
46876 
heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


oc 
2033825 2033890 39 104 gi 
ATCC 19420 16S ribosomal RNA, partial 


Mycobacterium. 

2035358 2035427 20 89 gi 
16S ribosomal RNA, partial sequence 
oc 
2041577 2041638 42 103 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


dL, 
te 
2052516 2052581 39 104 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
2054072 2054133 42 103 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
2055541 2055602 42 103 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 
2057052 2057113 42 103 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2058591 2058652 42 103 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2090607 2090672 39 104 gi 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 
Mycobacterium. 


se 
Ac 


al 
e; 


, 


ti 
da 


v 


s 


’ 


s 
ri 


’ 


1 
ae 


46876 


Bacteria_16S 


se 
a; Actinobacteria; Actinobacteridae; Act 


219878171 


219878157 
quenc 
tinomyce 


219878155 
sequ 
Acti 


219878154 
al se 


e; 


219878153 
equen 
Actino: 


219878152 
equen 
dae; 


219878129 
seque 


v 


2099768 2099829 42 103 gi 


219878122 


aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Nocardioides. 


occineae 
219878172 
quenc 
inomy 


occin 
219878167 
seque 
ria; 


; Micrococcacea 
ref |NR_025311.1 
2033216 203470 


ales; Corynebac 


e 
cet 


ref|NR_025310.1 
53 2036233 Rothi 
; Micrococcacea 
ref|NR_025306.1 

2040918 204243 
thomonadales; X 


20347 


eae 


nce 
Xan 


ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


e 


ref|NR_025294.1 
ence 2053442 205491 
nomycetales; Strept 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Stre 


que 
Actin 
ref|NR_025292.1 

2056438 205792 
etales; Strepto 


ce 
myc 


ref|NR_025291.1 
2057971 205946 
inomycetales; St 


ce 
Act 


ref|NR_025268.1 
2089993 209143 
mycetales; Coryn 


nce 


Actino: 


e 


t 


a 
e 


a 


’ 


Arthrobacter. 
Mycobacterium 
2 Mycobacterium 
erineae; 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Pseudoxanthomonas 

9 Pseudoxanthomonas 
nthomonadaceae; 


, 


Mycobacterium 
1 Mycobacterium 
terineae; 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Mycobacterium 
7 Mycobacterium 


ebacterineae; 


Nocardioides 


ref|NR_025261.1 
2099138 2100621 Nocard 


ioides aquiterrae 


46876 Bacteria_ 
strain SW-47 16S 
Proteobacteria; 

46876 Bacteria_ 
strain DSM 43030 


Actinobacteria; Actinoba 


46876 Bacteria_ 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


46876 Bacteria_ 
africanum strain 


africanum Bacteri 


Mycobacteriaceae; 
46876 Bacteria_ 


scrofulaceum stra 
scrofulaceum Bact 


Mycobacteriaceae; 
46876 Bacteria_ 
tokaiense strain 


tokaiense Bacteri 


Mycobacteriaceae; 
46876 Bacteria_ 
poriferae strain 


poriferae Bacteri 


Mycobacteriaceae; 
46876 Bacteria_ 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 
Bacteria_16S 


46876 
strain ATCC 51384 


Actinobacteria; Actinoba 
Bacteria_16S 
palatopharyngis strain 1 
palatopharyngis Bacteria 
Pseudonocardiaceae; Amyc 
Bacteria_16S 


46876 


46876 
strain MUP 1182 1 


Actinobacteria; Actinoba 
Bacteria_16S 


46876 
strain YIM 90001 


Actinobacteria; Actinoba 
Bacteria_16S 


46876 
strain ATCC 927 1 


Actinobacteria; Actinoba 
Bacteria_16S 


46876 
strain PK-Blue 16 


Actinobacteria; Actinoba 
Bacteria_16S 


46876 
strain NCIMB 8634 
Proteobacteria; 
46876 
strain NCIMB 8633 
Proteobacteria; 
46876 
strain NRCM 00-25 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


46876 
thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 

46876 
puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 
46876 
yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 
46876 


G 


G 
Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S 2101309 2101370 41 102 gi|219878121 
ribosomal RNA, partial sequence 2100672 21021 
ammaproteobacteria; Alteromonadales; Alt 
16S 2110454 2110515 42 103 gi| 219873436 
16S ribosomal RNA, partial sequence 2109822 21113 
cteridae; Actinomycetales; Strept 
16S 2111999 2112064 39 104 gi| 219857660 
6482 16S ribosomal RNA, partial sequence 21113 
acteria; Actinobacteridae; Actinomycetales; 
cobacterium tuberculosis complex. 
16S 2128671 2128736 39 104 gi| 219857649 
ATCC 25420 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculosis compl 
16S 2130149 2130214 39 104 gi| 219857648 
in ATCC 19981 16S ribosomal RNA, partial sequenc 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
16S 2131654 2131719 39 104 gi| 219857647 
ATCC 27282 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
16S 2133157 2133222 39 104 gi| 219857646 
ATCC 35087 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
16S 2134671 2134736 39 
16S ribosomal 


104 gi 
RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2136188 2136253 39 104 gi 
16S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
2139234 2139299 39 104 gi 
Bdz 16S ribosomal RNA, partial 
; Actinobacteria; Actinobacteri 
olatopsis. 
2148223 2148288 39 104 gi| 219857636 
6S ribosomal RNA, complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterin 
2149805 2149870 39 104 gi| 219857635 
16S ribosomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardin 
2164863 2164928 39 104 gi|219857625 
6S ribosomal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Corynebacterin 
2167920 2167981 42 103 gi| 219857623 
S ribosomal RNA, partial sequence 2167280 21687 
cteridae; Actinomycetales; Streptomycinea 
2171011 2171072 41 102 gi|219857621 
16S ribosomal RNA, partial sequence 21703 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
2172562 2172623 41 102 gi| 219857620 
16S ribosomal RNA, partial sequence 21719 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
2217901 2217966 39 104 gi| 219857587 
5 16S ribosomal RNA, partial sequence 22172 
nebacterin 
219857575 
quence 
eria; 


219857645 
21340 
ales; Cory 
219857644 
21355 
nebacterin 
219857642 
sequence 

dae; Actin 


2236157 2236218 42 103 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact Desu 
2246683 2246744 42 103 gi 
ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2257448 2257509 42 103 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


219857568 
uence 
e; Actinom 


, 

219857561 
sequence 

Actinomyc 


’ 


eromonad 


omycinea 


Cory 


inomycet 


Actinomy 


ref|NR_025260.1 
aceae; Alteromo 
ref|NR_025250.1 
30 Streptomyces 
e; Streptomycet 
ref|NR_025249.1 
81 2112761 Mycob 
nebacterineae; 


ref|NR_025238.1 

2128040 212947 
ales; Corynebac 
ex. 
ref |NR_0252 
e 2129523 21309 
cetales; Coryne 


, 


37.1 
8 
b 


ref |NR_0252 
2131039 21324 
ales; Corynebac 


36.1 
8 


v 


35.1 
8 


ref |NR_0252 

2132540 21339 
ales; Corynebac 
ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref |NR_025231.1 

2138615 214004 
omycetales; Pseu 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025224.1 


eae; Pseudonocar 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025212.1 
69 Streptomyces 
e; Streptomyceta 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref |NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025163.1 

2235498 223697 
lfovibrionales; 


ycet 


ref|NR_025149.1 
2256827 225829 
etales; Streptom 


2260572 2260633 42 103 gi| 219857559 


a 
Mycobacteriaceae; 


it 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
n 


as. 
Streptomyces humiferus 


humiferus Bacteria; 
a 


ceae; Streptomyces. 
Mycobacterium 
cterium pinnipedii 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 

cterium brumae Bacteria; 

aceae; Mycobacterium. 
Amycolatopsis 

1 Amycolatopsis 

donocardineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Cellvibrio fulvus 
brio fulvus Bacteria; 
O°. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Desulfonatronum 

8 Desulfonatronum 
Desulfonatronumaceae; 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 
ycineae; 


ref|NR_025147.1 


Streptomyces 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 


thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


Streptomycineae; 


46876 Bacteria_16S 2306154 2306219 39 104 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

46876 Bacteria_16S 2327428 2327493 39 104 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
46876 Bacteria_16S 2401547 2401612 39 104 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

46876 Bacteria_16S 2412345 2412406 41 102 gi|219857452|ref|NR_025040.1| Methylosarcina 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylosarcina. 

46876 Bacteria_16S 2413911 2413972 41 102 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 
strain AML-C10 16S ribosomal RNA, partial sequence 2413261 2414776 Methylosarcina fibrata Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 

46876 Bacteria_16S 2515234 2515295 42 103 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

46876 Bacteria_16S 2518222 2518283 42 103 gi| 219857365 |ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

46876 Bacteria_16S 2524329 2524390 41 102 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 

46876 Bacteria_16S 2552491 2552552 42 103 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

46876 Bacteria_16S 2554052 2554113 42 103 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

46876 Bacteria_16S 2577185 2577254 20 89 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
46876 Bacteria_16S 2594129 2594194 39 104 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
46876 Bacteria_16S 2611017 2611082 39 104 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
46876 Bacteria_16S 2614142 2614203 42 103 gi| 219857256 |ref|NR_024887.1| Desulfovibrio senezii 


strain CVL 16S ri 
Proteobacteria; D 
46876 
strain CIP 103464 
Actinobacteria; A 
46876 
strain GSL-But2 1 
Proteobacteria; D 
46876 
silvatica strain 
silvatica Bacteri 
Streptosporangiac 
46876 
malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2640132 2640197 39 104 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Cory 
2641702 2641763 42 103 gi 


, 
ne 


eltaproteobacteria; Desulfobacterales; 
2692778 2692839 42 103 gi 
TT 00-51 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
eae; Planotetraspora. 

2751121 2751182 42 103 gi 
in H47-7 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
eae; Microtetraspora. 


D 


46876 
sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


Bacteria_16S 


2752615 2752676 42 103 gi 
JCM 9374 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
eae; Planomonospora. 


46876 


Bacteria_16S 


2613469 26150 
219857231 
219857230 
6S ribosomal RNA, partial sequence 2641027 26425 


219857193 


219857152 
Actin 


219857151 


Desulfov 


26395 
bacterin 


esulfoba 


ence 


inomycet 


ence 
omy’ 


ence 


inomycet 


2754111 2754172 42 103 gi 


219857150 


09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024858.1 


cteraceae; Desul 
NR_024821.1 
3 
Streptospo 
NR_024780.1 
2750506 275194 
les; Strepto 


NR_024779.1 
2752000 275344 
ales; Streptospo 


v 


ref 


senezii Bacteria; 
ulfovibrio. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Desulfocella halophila 


73 Desulfocella halophila Bacteria; 


focella. 
Planotetraspora 
9 Planotetraspora 
rangineae; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 


rangineae; 


alba 


NR_024778.1 


Planomonospora 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; A 
Planomonospora. 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosporangiaceae; 


46876 
venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 
46876 
strain JCM 9920 1 
Actinobacteria; A 
46876 
strain JCM 4662 1 
Actinobacteria; A 
46876 
albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 
46876 


46876 


venezuelensis Bac 
Streptosporangiac 
46876 
strain JCM 3166 1 


Planobispora. 
46876 
parontospora subs 


Planomonospora parontospora subsp. 


Actinomycetales; 
46876 
kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 
46876 
strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


46876 
cineracea strain 
cineracea Bacteri 
Streptomycetaceae 
46876 
strain ATCC 33616 
Bacteria; Proteob 
46876 
cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 
46876 
macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 
46876 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 
46876 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 
46876 
aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 
46876 
faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 

46876 
strain ATCC 25470 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
strain Lp2 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
venezuelensis str 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Marmoricola. 
Bacteria_16S 


eria; Actinobacteria; Actinobacteridae 
Rarobacter. 
Bacteria_16S 


2772225 2772286 42 103 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2773760 2773821 42 103 gi 
6S ribosomal RNA, partial sequence 2773 
ctinobacteridae; Actinomycetales; Stre 
2775298 2775359 42 103 gi 


’ 


ctinobacteridae; Actinomycetales; Stre 
2776835 2776896 42 103 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2814367 2814436 20 89 
bosomal RNA, partial sequence 


v 


gi 


2818949 2819010 42 103 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 

2820442 2820503 42 


x 
e; 


103 gi 


Stre 


2821936 2821997 42 103 gi 
p- antibiotica strain JCM 3094 16S ribos 
Streptosporangineae; Streptosporangiac 
2831017 2831078 42 103 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2832555 2832616 42 103 gi 
16S ribosomal RNA, partial sequence 
Stre 
2843194 2843255 42 103 gi 
SK-3255 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 
2857219 2857280 42 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2938153 2938218 39 104 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 
2977596 2977657 42 103 gi 
n A1201 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2979128 2979189 42 103 gi 
rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
2980663 2980724 42 103 gi 
rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
; Streptomyces. 

3012578 3012639 42 103 gi 
n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


ea 


v 


pt 


, 


n 
2 

1 

; 


ue 


v 


se 
ae 


’ 


qu 
ae 


ue 


3044434 3044503 20 89 gi 
in YLM-1 16S ribosomal RNA, partial sequ 


v 


3104719 3104780 42 103 gi 
16S ribosomal RNA, partial sequence 


Strept 


46876 


Bacteria_16S 


pt 


6S ribosomal RNA, partial sequence 2774670 27 
pt 


219857136 
eq 
Ac 


uence 


219857135 
746 
nea 
219857133 
761 
nea 

219857132 
se 

Actino: 


134 27 
omyci 
omyci 


quence 


tinomyce 


myc 


ref|NR_024764.1 


tales; 
ref|NR_024763.1 
19 Streptomyces 
e; Streptomycet 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomycet 
ref|NR_024760.1 

2776208 27776 
etales; Strepto 


2771601 277308 
Streptomy 


9 
mycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces peucetius 


peucetius Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


oc 


pt 


eq 


219857107 
2813767 28152 
occineae 
219856911 
sequence 
Actinomycet 


219856910 
6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219856909 
omal RNA, 
antibiotica Bacteria; Actinobacteria; 
Plano: 
219856903 
uence 

Actinomyc 


e; 


219856902 


219856886 


adales; 
19856831 
sequence 
Actinomy 


219846938 


ne 


Actinomyc 


219846937 
quence 


, 


219846936 


en 


’ 


219846915 


ne 


Actinomyc 


219846892 


en 


Actinomy 
219846852 


omycinea 


3136210 3136271 41 102 gi 


219846831 


omycinea 
219856895 
ence 

inomycet 


osporang 


28319 


28565 
x 


e 


Actino: 


ce 


Actino: 


e 


ce 


31040 


ref|NR_024735.1| Tetrasphaera elongata 

09 Tetrasphaera elongata Bacteria; 

; Intrasporangiaceae; Tetrasphaera. 

ref|NR_024732.1| Planomonospora 
2818334 2819777 Planomonospora 


ales; Streptosporangineae; 


ref|NR_024731.1| Planobispora rosea 
70 Planobispora rosea Bacteria; 
ineae; Streptosporangiaceae; 


ref 
pa 


NR_024730.1| Planomonospora 

rtial sequence 2821321 2822766 

Actinobacteridae; 

monospora. 

ref|NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 

etales; Streptomycineae; 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Kitasatospora 

5 Kitasatospora 

ineae; 


’ 


ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024650.1 

2937540 293900 
cetales; Pseudon 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Actinoalloteichus 

7 Actinoalloteichus 
ocardineae; 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
etales; Streptomycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


ref|NR_026528.1 
2980041 298152 
mycetales; Strep 


Streptomyces 
6 Streptomyces 
tomycineae; 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


Marmoricola 
1 Marmoricola 
bacterineae; 


ref|NR_026484.1 
3043846 304530 
cetales; Microco 


Rarobacter 
9 Rarobacter 
ccineae; 


ref|NR_026444.1 
98 3105578 Strept 


Streptomyces lydicus 
omyces lydicus Bacteria; 
e; Streptomycetaceae; Streptomyces. 


sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 


ref|NR_026423.1] Desulfocapsa 
3135552 3137033 Desulfocapsa 


sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfocapsa. 
46876 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


46876 Bacteria_16S 
strain LMG 947 
46876 Bacteria_16S 
strain LMG 673 
46876 


Bacteria _16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


46876 Bacteria 16S 


16S ribos 


16S ribos 


3183336 3183397 42 


3184888 3184949 42 


3186440 3186501 42 


3191096 3191157 42 


3192648 3192709 42 


103 


103 


omal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


103 


omal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


103 


omal RNA, partial sequence 


103 


gi|219846799 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; Xanthomonadaceae; 


gi|219846798 
3184240 31857 


Xanthomonadales; Xanthomonadaceae; 


gi| 219846797 
3185792 31872 


Xanthomonadales; Xanthomonadaceae; 


gi|219846794 
3190448 31919 


Xanthomonadales; Xanthomonadaceae; 


gi|219846793 
3192000 31935 


Desulfobacterales; 


strain LMG 847 16S ribosomal RNA, partial sequence 


Proteobacteria; 
46876 
strain LMG 736 1 
Proteobacteria; 


Bacteria_16S 


Gammaproteobacteria; 
3195750 3195811 42 103 
6S ribosomal RNA, partial sequence 


gi|219846791 
3195102 31966 


Xanthomonadales; Xanthomonadaceae; 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


46876 Bacteria_16S 
strain DSM 11140 


46876 Bacteria_16S 


3225751 3225820 20 


3236444 3236505 42 


89 


103 


griseocarneus strain DSM 40004 16S ribosomal RNA, 


griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
46876 Bacteria_16S 
glycolicus strain 


3238049 3238110 41 


102 


gi|219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219846763 


complete sequence 3235806 323732 
Actinomycetales; 


gi|219846762 


PerGlyS 16S ribosomal RNA, complete sequence 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfofustis. 

46876 Bacteria_16S 3240986 3241047 42 103 gi|219846760 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 32418 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrac 
46876 Bacteria_16S 3242535 3242596 42 103 gi| 219846759 


africanus strain 


Desulfovibrio. 
46876 Bacteria_16S 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial 
hydrogenovorans Bacteria; 


Desulfonatronovibrio. 
46876 Bacteria_16S 
strain DSM 43311 


3244096 3244157 42 
Proteobacteria; 


3251489 3251550 42 


103 


Deltaproteobacteria; 


103 


DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; 


219846758 
sequence 


gi 


gi|219846753 


16S ribosomal RNA, partial sequence 3250880 32523 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Microtetraspora. 
46876 Bacteria_16S 3289290 3289351 42 103 gi| 219846728 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 


46876 Bacteria_16S 


3290815 3290876 42 


103 


gi|219846727 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 


46876 
fulvum strain DSM 


Bacteria_16S 


Dactylosporangium. 
46876 Bacteria_16S 
strain DSM 44183 


3328918 3328983 39 


3336458 3336523 39 


104 


104 


gi|219846699 


43917 16S ribosomal RNA, partial sequence 33282 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micr 


gi|219846694 


16S ribosomal RNA, partial sequence 3335845 33373 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


46876  Bacteria_16S 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 


46876 Bacteria_16S 


3337967 3338032 39 


3339479 3339544 39 


104 


104 


219846693 
sequenc 


gi 


gi|219846692 


austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequ 


austroafricanum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 


46876 Bacteria_16S 


3365656 3365717 42 


103 


Actin 


gi|219846673 


proteoclasticus strain DSM 12679 16S ribosomal RNA, partial seque 


proteoclasticus Bacteria; 


46876 Bacteria_16S 


Firmicutes; 
3367113 3367174 42 


Clostridia; 


103 


Clostridiales; 


gi| 219846672 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 


Desulfobacterales; 


Desulfovibrionales; 


Desulfovibrionales 


Actinomycetales; 


ref|NR_026391.1 


ref |NR_026390.1 


ref |NR_026389.1 


ref|NR_026386.1 


ref|NR_026385.1 


ref |NR_026383.1 


ref|NR_026362.1 


ref |NR_026355.1 


ref|NR_026354.1 

3237371 323891 
Desu 
ref|NR_026352.1 
hium. 
ref|NR_026351.1 


3241884 324339 
Desu 


ref|NR_026350.1 
3243444 324494 


ref |NR_026345.1 


ineae; Streptosp 


ref|NR_026320.1 
Xanthomon 
ref |NR_026319.1 
Xanthomon 
ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026285.1 
e 3337354 333881 
Coryne 


ref|NR_026284.1 
ence 333886 
omycetales; Cory 


ref|NR_026265.1 
nce 336503 
Clostridiaceae; 


Desulfobulbaceae; 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Janibacter limosus 


21 Janibacter limosus Bacteria; 
Intrasporangiaceae; 


Janibacter. 
Streptomyces 
0 Streptomyces 


Streptomycineae; 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 


; Desulfohalobiaceae; 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 

Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 


ref|NR_026264.1 
3366504 336795 


Streptosporangium 
3 Streptosporangium 


longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; 
46876 Bacteria_16S 
claviforme strain 


Streptosporangium. 
3368613 3368674 42 


103 gi 


219846671 


Streptos 


ref|NR_026263.1 


porangineae; 


Streptosporangium 


claviforme Bacter 


Streptosporangiac 
46876 
carneum strain DS 
carneum Bacteria; 
Streptosporangiac 
46876 
album strain DSM 


Bacteria; Actinob 
Streptosporangium. 
Bacteria_16S 


46876 
strain DSM 43852 


46876 
histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


46876 
strain DSM 20116 


46876 
strain NCTC 25174 


Bacteria; Actinob 


Cellulomonas. 
46876 
hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 
46876 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 
46876 
strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 
46876 
strain DSM 20550 


46876 
nicotinovorans st 
nicotinovorans Ba 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


46876 
crystallopoietes 
crystallopoietes 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


46876 
strain DSM 20133 


46876 
denticolens strai 
denticolens Bacte 
Actinomycetaceae; 
46876 
strain DSM 40089 


46876 
bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 
46876 
strain DSM 3133 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3370109 3370170 42 103 gi 
M 44125 16S ribosomal RNA, partial seque 

Actinobacteria; Actinobacteridae; Actin 
eae; Streptosporangium. 

3371608 3371669 42 103 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ne 
al 
3397289 3397358 20 


89 gi 


3404944 3405013 20 89 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


ar 
ri 
3406470 3406539 20 89 gi 
oc 
3415553 3415622 20 89 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3417036 3417117 23 104 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 
3448075 3448136 42 103 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3449642 3449703 42 103 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


ti 
ae 


s 
Ac 


v 


al 


3455810 3455879 20 89 gi 


3460354 3460423 20 89 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


te 
ae 


3467965 3468034 20 89 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


rt 
id 
3469491 3469560 20 89 gi 
oc 
3480108 3480189 23 104 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3484621 3484682 42 


ef 
A 
103 gi 
Stre 
3486188 3486249 42 103 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


Streptomyces. 
3487732 3487801 20 


pt 


s 
A 


’ 


89 gi 


oc 


46876 


Bacteria_16S 


sequence 
Ac 


219846670 


nce 


219846669 


e 33709 


es; 


219846647 
16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Bacteria_16S 


dae; 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


34149 
es; 


219846633 
al seque 
Actinomyce 


v 


219846611 


equence 


219846610 


34490 
es; 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Bacteria_16S 


sequenc 


v 


219846597 


ial sequ 
ae; Acti 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occineae 


219846589 


sequence 
ctinomyc 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


omycinea 


219846585 


equence 
ctinomyc 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3490817 3490878 42 103 


gi 


mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 


mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


tinomyce 


omycetal 


Stre 


occineae 
219846642 
tial sequenc 
Act 


occineae; 
219846634 


Micr 


tinomyce 


Stre 


occineae 
219846602 


Actinomyce 


occineae; 
219846582 


3368004 3369448 Streptosporangium 
tales; Streptosporangineae; 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_026234.1] Arthrobacter 

e 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


Arthrobacter aurescens 

aurescens Bacteria; 

e; Arthrobacter. 
Cellulomonas humilata 

omonas humilata 

ulomonadaceae; 


ref |NR_026233.1 
45 Arthrobacter 
3 Micrococcacea 
ref|NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref 
nce 


NR_026225.1 
341641 
Actin 


Actinomyces 
6 3417841 Actinomyces 


tales; omycineae; 


ref|NR_026203.1| Streptomyces 
3447437 3448952 Streptomyces 
tales; Streptomycineae; 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


ref|NR_026198.1| Arthrobacter agilis 
68 Arthrobacter agilis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026194.1] Arthrobacter 

e 3459743 3461210 Arthrobacter 

tales; Micrococcineae; 


’ 


ref|NR_026189.1 
ence 346735 
nomycetales; Mic 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


’ 


ref|NR_026188.1| Arthrobacter citreus 
48 Arthrobacter citreus Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026181.1| Actinomyces 

3479494 3480915 Actinomyces 


etales; Actinomycineae; 


’ 


ref|NR_026178.1| Streptomyces galbus 

99 Streptomyces galbus Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_026177.1| Streptomyces 
3485550 3487066 Streptomyces 


etales; Streptomycineae; 


ref|NR_026176.1| Actinotalea fermentans 

02 Actinotalea fermentans Bacteria; 

; Cellulomonadaceae; Actinotalea. 

ref|NR_026174.1| Streptomyces 
3490176 3491693 Streptomyces 

Streptomycineae; 


46876 Bacteria_ 
chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 
46876 Bacteria_ 


strain ATCC 51856 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


46876 Bacteria_ 
strain DSM 20425 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


46876 Bacteria_ 


strain IndiB4 16S 
Clost 


Firmicutes; 
46876 Bacteria_ 
hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 
46876 Bacteria_ 


strain 1066 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
komossense strain 


46876 


16S 3492351 3492416 39 104 gi 
ATCC 43826 16S ribosomal RNA, partial 


Mycobacterium. 
16S 3498313 3498394 23 104 gi 
16S ribosomal RNA, partial sequence 


16S 3502721 3502785 40 104 gi 
16S ribosomal RNA, partial sequence 35 
16S 3551733 3551794 42 103 
ribosomal RNA, partial sequence 35 
ridia; Clostridiales; Clostridiaceae; 
16S 3608126 3608191 39 104 gi 


gi 


Mycobacterium. 
16S 3615702 3615767 39 104 
ibosomal RNA, partial sequence 


gi 
36 


3617211 3617276 39 104 gi 


Bacteria; Actinobacteria; Actinobacter 


ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


Ko2 16S ribosomal RNA, partial sequen 


219846581 
sequence 
idae; 


219846577 
34976 
no: 
219846574 
02100 35035 
oc 
219846542 
51089 35526 
Ca 
219846500 
equence 


219846495 
15060 36165 
ne 
219846494 
ce 36165 


Acti 


mycineae 


occineae 


loramato 


inomycet 


bacterin 


0 
nomycetales 
ref|NR_026169.1 
92 3499120 Actin 
; Actinomycetac 
ref|NR_026166.1 
, Br 
ref 


evibacteriac 
NR_026134.1 


Tis 
ref|NR_026092.1 

3607525 360892 
ales; Corynebact 


’ 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026086.1 
66 3618027 Mycoba 


r 


O: 
e 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium komossense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

46876 Bacteria_16S 3622840 3622905 39 104 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

46876 Bacteria_16S 3624341 3624406 39 104 gi| 219846489 |ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
46876 Bacteria_16S 3636631 3636696 39 104 gi| 219846481 |ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

46876 Bacteria_16S 3638173 3638234 42 103 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

46876 Bacteria_16S 3639725 3639786 42 103 gi| 219846479 |ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

46876 Bacteria_16S 3641294 3641355 42 103 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

46876 Bacteria_16S 3642819 3642880 42 103 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

46876 Bacteria_16S 3644351 3644412 42 103 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
46876 Bacteria_16S 3661173 3661234 41 102 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
strain IC079 16S ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

46876 Bacteria_16S 3664224 3664289 39 104 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

46876 Bacteria_16S 3734828 3734889 42 103 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

46876 Bacteria_16S 3737750 3737811 42 103 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 3738577 Nonomuraea recticatena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
46876 Bacteria_16S 3740678 3740739 42 103 gi| 219846407 |ref|NR_025998.1| Microtetraspora 


niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


Stre 


ptosporangineae; 


3740091 3741506 Microtetraspora niveoalba 


Streptosporangiaceae; 


46876 


strain T/457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Microtetraspora. 


46876 


strain IFO 14745 


46876 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


46876 


strain ATCC 27255 
Firmicutes; 


46876 


strain 62 16S rib 


46876 


strain IFO 15474 


46876 


strain ATCC 19812 


46876 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


46876 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae; 


46876 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; 


46876 


diastatochromogen 
diastatochromogen 
Streptomycetaceae; 


46876 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae; 


46876 


strain RL-34 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


46876 


chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Salinimonas. 


46876 


strain CM2104 16S 


46876 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


46876 


strain TF-22T 16S 


46876 


strain JC2056 16S 


46876 


ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 


46876 


strain YIM 90010 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycetales; 


3742142 3742203 42 


3747994 3748055 42 


3767599 3767660 42 


3832778 3832839 42 
Clostridiales; 
3837219 3837279 43 


3901409 3901470 42 


3919435 3919496 42 


3921016 3921077 42 


3922597 3922658 42 


3924177 3924238 42 


3925758 3925819 42 


3927338 3927399 42 


in RL-110 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3928919 3928980 42 


4005704 4005765 41 


4011723 4011792 20 


4039071 4039136 39 


4045127 4045188 41 


4049689 4049750 42 


4051121 4051182 42 


4061588 4061653 39 


4063116 4063181 39 


103 


103 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


SEBR 2840 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


103 


16S ribosomal RNA, partial sequence 


Clostridia; Ruminococcaceae; Ruminococ 


103 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


103 


16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Herbidospora. 


103 


complete sequence 


103 


complete sequence 


103 


n ATCC 14975 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


103 


ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


103 


es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


103 


complete 


103 


complete sequence 


102 


89 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


104 


LTA-388 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 


102 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


103 


n JC2055 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


104 


16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104 


gi|219846406 
3741557 37429 


gi|219846402 


gi| 219846386 


gi| 219846340 
38321 


gi|219846337 
3836584 38380 


gi|219846294 
Streptosporang 


gi| 219846281 
39187 
Streptomycinea 

gi| 219846280 
39203 


Stre 
gi|219846279 
complete sequenc 


Actinomyc 
gi| 219846278 


complete seque 


gi|219846277 
complete 


gi| 219846276 
sequence 
Actinomy 
gi| 219846275 
3928271 39298 
Streptomycinea 
gi|219846221 
Alter 


gi|219846215 
4011119 40125 


gi|219846197 


gi|219846190 
4044490 40459 


gi|219846187 
4049074 40504 


gi|219846186 


gi|219846178 


Streptosporangineae; 


Streptosporangineae; 


Actinomycetales; 


Actinomycetales; Propioni 


ref|NR_025997.1 


ref|NR_025993.1 


ref|NR_025977.1 


ref |NR_025930.1 
cus. 


ref|NR_025927.1 


ref|NR_025884.1 
68 Herbidospora 
ineae; 


ref|NR_025871.1 


ref|NR_025870.1 


ref|NR_025869.1 
e 3921948 392347 
etales; 


ref 
nce 


NR_025868.1 
392352 


ref|NR_025867.1 
sequence 392511 


ref|NR_025866.1 
3926691 392822 
cetales; Strepto 


ref|NR_025865.1 
00 Streptomyces 
e; Streptomyceta 
ref|NR_025811.1 

4005071 400647 
omonadales; Alte 
ref|NR_025805.1 
; Intrasporangia 
ref|NR_025787.1 

4038441 403994 
Corynebac 


ref|NR_025780.1 
45 Alteromonas 
aceae; Alteromon 
ref|NR_025777.1 
53 Nocardioides 
ineae; Nocardioi 
ref|NR_025776.1 

4050504 405187 


ref|NR_025768.1 


gi|219846177 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 
Streptosporangiaceae; 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Desulfovibrio 


3766971 3768387 Desulfovibrio 
Desulfovibrionales; Desulfovibrionaceae; 


Ruminococcus bromii 


73 3833552 Ruminococcus bromii Bacteria; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
Halomonas. 


Herbidospora cretacea 


cretacea Bacteria; 
Streptosporangiaceae; 


Streptomyces tendae 


87 3920316 Streptomyces tendae Bacteria; 
e; Streptomycetaceae; 


Streptomyces. 
Streptomyces sampsonii 


67 3921897 Streptomyces sampsonii 
ptomycineae; Streptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Salinimonas 
7 Salinimonas 
romonadaceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Mycobacterium 

7 Mycobacterium 
terineae; 


Alteromonas litorea 


litorea Bacteria; 


as. 
Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 
bacterineae; 


Nocardiopsis salina 


36 Nocardiopsis salina Bacteria; 
Streptosporangineae; Nocardiop 


saceae; Nocardiopsis. 


ref |NR_025767.1 


Mycobacterium 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 

46876 Bacteria_16S 4073723 4073788 39 104 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

46876 Bacteria_16S 4126702 4126763 42 103 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
46876 Bacteria_16S 4200165 4200234 20 89 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

46876 Bacteria_16S 4201670 4201731 42 103 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

46876 Bacteria_16S 4203168 4203229 42 103 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
46876 Bacteria_16S 4204716 4204777 42 103 gi|219846072|ref|NR_025662.1| Streptomyces 
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ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
4233578 4233643 39 104 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
ibosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
492652 492736 19 103 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 
bosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
763460 763544 19 103 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
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acteria; Gammaproteobacteria; Xanthomo 
395725 395776 52 103 gi 
n 28-1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Tenuibac 
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ref |NR_029356.1| Clostridium 
24226 Clostridium orbiscindens 
Clostridium. 
ref |NR_029355.1| Clostridium 
24277 25711 Clostridium 
lostridiaceae; Clostridium. 
ref |NR_029337.1| Enterococcus asini 
Enterococcus asini Bacteria; 
ref|NR_029311.1| Thermodesulfobacterium 
89036 90489 Thermodesulfobacterium 
riales; Thermodesulfobacteriaceae; 
ref|NR_029248.1| Clostridium nexile DSM 
ridium nexile DSM 1787 Bacteria; 
m. 
ref|NR_029245.1| Clostridium 
e 188349 189802 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029172.1| Aquifex pyrophilus 
2 Aquifex pyrophilus Bacteria; 
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ref|NR_029066.1| Mesoplasma photuris 

6 Mesoplasma photuris Bacteria; 
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1 Acetobacterium tundrae Bacteria; 
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ref |NR_028930.1| Stenotrophomonas 

2 639478 Stenotrophomonas rhizophila 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
46876 Bacteria_16S 653777 653828 52 103 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

46876 Bacteria_16S 658299 658350 52 103 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

46876 Bacteria_16S 706433 706484 52 103 gi| 265678578 |ref|NR_028883.1| Dorea longicatena 
strain 111-35 16S ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

46876  Bacteria_16S 765072 765123 52 103 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

46876 Bacteria_16S 806489 806536 42 89 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

46876 Bacteria_16S 846221 846272 52 103 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 897550 897601 52 103 gi|265678446|ref|NR_028748.1| Enterococcus avium 
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algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


46876 Bacteria_16S 962569 962620 52 103 gi| 265678403 |ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

46876 Bacteria_16S 994831 994882 52 103 gi|265678381|ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 
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71 Clostridium aldrichii Bacteria; 
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Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

46876 Bacteria_16S 2303080 2303131 52 103 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

46876 Bacteria_16S 2339343 2339388 41 86 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

46876 Bacteria_16S 2430519 2430570 52 103 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

46876 Bacteria_16S 2558766 2558817 52 103 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

46876 Bacteria_16S 2572520 2572571 52 103 gi|219857286|ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 2589473 2589524 52 103 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

46876 Bacteria_16S 2591052 2591103 52 103 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

46876 Bacteria_16S 2592626 2592677 52 103 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

46876 Bacteria_16S 2682453 2682504 52 103 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 2689830 2689877 42 89 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 
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46876 Bacteria_16S 3032283 3032334 52 103 gi|219846901|ref|NR_026493.1 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis B 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 3049108 3049159 52 103 gi| 219846889 |ref|NR_026481.1 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremoc 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

46876 Bacteria_16S 3073134 3073185 52 103 gi|219846873|ref|NR_026465.1 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 30738 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

46876 Bacteria_16S 3100268 3100319 52 103 gi| 219846855 |ref|NR_026447.1 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bact 
Lactobacillales; Aerococcaceae; Facklamia. 

46876 Bacteria_16S 3110642 3110704 41 103 gi|219846848|ref|NR_026440.1 
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46876 Bacteria_16S 3189544 3189605 42 103 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

46876 Bacteria_16S 3274166 3274217 52 103 gi| 219846738 |ref|NR_026330.1| Eubacterium callanderi 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

46876  Bacteria_16S 3275675 3275726 52 103 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

46876 Bacteria_16S 3278703 3278754 52 103 gi|219846735|ref|NR_026327.1| Acetobacterium 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

46876 Bacteria_16S 3280222 3280273 52 103 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 
strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
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46876 Bacteria_16S 4025336 4025387 52 103 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 4079902 4079953 52 103 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

46876 Bacteria_16S 4145236 4145287 52 103 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
46876 Bacteria_16S 4148367 4148418 52 103 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

46876 Bacteria_16S 4156047 4156098 52 103 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

46876 Bacteria_16S 4169806 4169857 52 103 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

46876 Bacteria_16S 4192788 4192839 52 103 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
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Pseudomonas 


46876 Bacteria_16S 471116 471166 52 102 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


46876 Bacteria_16S 474269 474319 52 102 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

46876 Bacteria_16S 494227 494277 39 89 gi| 265678722 |ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 


kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
46876 Bacteria_16S 495732 495782 39 89 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
46876 Bacteria_16S 524732 524782 39 89 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
46876 Bacteria_16S 555309 555359 52 102 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

46876 Bacteria_16S 556851 556901 52 102 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

46876 Bacteria_16S 558395 558445 52 102 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

46876 Bacteria_16S 563005 563067 41 103 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 
46876 Bacteria_16S 573528 573578 39 89 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
46876 Bacteria_16S 579423 579473 39 89 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
46876 Bacteria_16S 623293 623343 39 89 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
46876 Bacteria_16S 640196 640246 52 102 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

46876 Bacteria_16S 646420 646470 39 89 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

46876 Bacteria_16S 664352 664402 52 102 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 
46876 Bacteria_16S 671965 672015 52 102 gi|265678601|ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 


46876 Bacteria_16S 772718 772768 52 102 gi|265678531|ref|NR_028835.1]| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

46876 Bacteria_16S 785084 785134 52 102 gi|265678522|ref|NR_028826.1| Pseudomonas 


mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 


46876 Bacteria_16S 821711 821761 52 102 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

46876 Bacteria_16S 832573 832623 52 102 gi| 265678491 |ref|NR_028794.1| Enterococcus 


moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
46876 Bacteria_16S 959475 959525 52 102 gi|265678405|ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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1903294 1903344 52 


1960838 1960888 52 


1974314 1974364 52 


lales; Planococcaceae; 
2030814 2030864 39 


e; Corynebacterium. 
2036903 2036953 39 


2047855 2047905 52 
ibosomal RNA, 
lales; Paenibacillaceae; 
2050979 2051029 52 


ridia; 
2060160 2060210 52 


ridia; Clostridiales; 
2119613 2119663 52 
ribosomal RNA, 


lales; Bacillaceae; 


102 


bosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
Bacteria_16S 


102 


16S ribosomal RNA, partial sequence 19601 
Enterococcaceae; Vagococcus. 
1966897 1966959 41 103 gi| 219878217 


102 


ibosomal RNA, partial sequence 
Marinibacillus. 


89 


89 


CL553 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


102 


complete sequence 
Paenibacillus. 


102 


6S ribosomal RNA, partial sequence 2050314 20518 
Clostridiales; Veillonellaceae; 


102 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


102 


partial sequence 
Halobacillus. 


102 


Facklamia. 


Bacteria_16S 2124108 2124158 52 


strain TF-12 16S 
Firmicutes; Bacil 
46876 
strain TF-11 16S 
Firmicutes; Bacil 
46876 
strain Ps 9-14 16 
Proteobacteria; G 
46876 
umsongensis strai 
umsongensis Bacte 
Pseudomonas. 
46876 
strain Pss 26 16S 
Proteobacteria; G 
46876 
pleistocenium str 
pleistocenium Bac 
46876 


Bacteria; 
46876 
strain K9951 16S 
Proteobacteria; 

46876 
fermentum strain 
Bacteria; 
46876 
strain Z-7792 16S 
Firmicutes; Bacil 


G 


Bacteria_16S 


ribosomal RNA, 
lales; 


ribosomal RNA, 


Bacillaceae; 
2125664 2125714 52 


partial sequence 
Bacillus. 

102 
partial sequence 


gi|219878261 
1902626 19040 


gi| 219878221 
1966261 19677 


gi| 219878212 
1973642 19751 


gi|219878175 


219878170 
20362 
Cory 


gi 


gi| 219878160 
2047168 20487 
gi| 219878158 
Anaerosin 
219878150 
20595 
Eubacteriu 
gi|219857655 
2118933 21204 


gi 


gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


ref|NR_025400.1| Facklamia miroungae 
30 Facklamia miroungae Bacteria; 


ref|NR_025360.1| Vagococcus fessus 
67 1961603 Vagococcus fessus Bacteria; 


ref|NR_025356.1| Thiocapsa litoralis 
04 Thiocapsa litoralis Bacteria; 
Thiocapsa. 
ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


NR_025314.1| Corynebacterium 
2030195 2031630 Corynebacterium 
ales; Corynebacterineae; 


ref|NR_025309.1| Corynebacterium 
84 2037751 Corynebacterium simulans 
nebacterineae; Corynebacteriaceae; 


Paenibacillus borealis 
borealis Bacteria; 


ref |NR_025299.1 
07 Paenibacillus 


ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
us. 


ref|NR_025289.1| Eubacterium sulci 

20 2060972 Eubacterium sulci Bacteria; 
m. 

ref|NR_025244.1| Halobacillus salinus 


54 Halobacillus salinus Bacteria; 


ref 


NR_025241.1 


ref |NR_025240.1 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 
Firmicutes; Carnobacteriaceae; 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


lales; Bacillaceae; Bacillus. 
2143714 2143764 52 102 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


gi 


2143068 21445 


2145219 2145269 52 102 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2146724 2146774 52 102 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2169494 2169544 52 102 gi 


gi 


Ca 
gi 


teria; Firmicutes; Lactobacillales; 
2186168 2186218 52 102 


Lactobacillales; 
2187676 2187738 41 
ribosomal RNA, 


103 
partial sequence 


gi 


2190772 2190822 52 
Z-7984 


102 gi 


2192269 2192319 52 102 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


gi 


46876 Bacteria_16S 2219450 2219500 52 102 gi| 219857586 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial seque 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; P 
Pseudomonas. 

46876 Bacteria_16S 2225433 2225483 52 102 gi| 219857582 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
46876 Bacteria_16S 2234606 2234656 52 102 gi| 219857576 


equence 
ia; 


2146078 21475 


ain FTR1 16S ribosomal RNA, partial sequence 
rnobacteri 


2187032 21885 
ammaproteobacteria; Legionellales; Legionellacea 
Bacteria_16S 
16S ribosomal RNA, partial sequence 21901 
Bacillales; Bacillaceae; Amphibacillus. 


2191612 21930 


219857639 


seudomonadaceae; 


219857638 


Pseudo: 


219857637 


seudomonadaceae; 


219857622 


219857608 
21855 

Carnoba 

219857607 


219857605 


219857604 


ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
Pseudomonas. 
ref|NR_025227.1| Pseudomonas 

2144573 2146027 Pseudomonas 
monadales; Pseudomonadaceae; 


ref|NR_025226.1| Pseudomonas jinjuensis 
31 Pseudomonas jinjuensis Bacteria; 
Pseudomonas. 
ref|NR_025211.1| Carnobacterium 

2168820 2170305 Carnobacterium 
aceae; Carnobacterium. 
ref|NR_025197.1| Carnobacterium 


17 2186981 Carnobacterium viridans 
cterium. 
ref|NR_025196.1| Legionella busanensis 


07 Legionella busanensis Bacteria; 
e; Legionella. 
ref|NR_025193.1| Amphibacillus 

08 2191561 Amphibacillus fermentum 


Amphibacillus tropicus 
tropicus Bacteria; 


ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025174.1] Pseudomonas 
nce 2218792 2220307 Pseudomonas 
seudomonadales; Pseudomonadaceae; 


ref|NR_025170.1| Paenibacillus 
2224766 2226278 Paenibacillus 
Paenibacillus. 


costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 


ref|NR_025164.1| Pseudomonas 
2233956 2235447 Pseudomonas 


costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
46876 
californiensis st 


californiensis Bacteria; 
Bacteria_16S 


46876 
strain CFML 97-39 
Proteobacteria; 
46876 
strain CFML 97-51 
Bacteria; Proteob 
46876 
singaporensis str 
singaporensis Bac 
Nocardioidaceae; 

46876 
sulfonivorans str 
sulfonivorans Bac 


46876 
methylotrophus st 


Bacteria_16S 


2237675 2237725 52 


102 


gi 


Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


Bacteria_16S 


rain APO 16S ribosomal RNA, partial se 
Firmicutes; Clostridia; Clostr 
2321406 2321456 52 102 gi 
1 16S ribosomal RNA, partial sequence 


2322958 2323008 52 102 gi 
4 16S ribosomal RNA, partial sequence 


2343901 2343963 41 103 gi 
ain IM 7744 16S ribosomal RNA, partial 


Actinopolymorpha. 


2346927 2346977 39 89 gi 


2348436 2348486 39 89 gi 


se 


acteria; Gammaproteobacteria; Pseudomona 
Bacteria_16S 


s 


teria; Actinobacteria; Actinobacteridae; 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


46876 
limimaris strain 
Bacteria; Proteob 
46876 
gottschalkii stra 


gottschalkii Bacteria; 


Anaerobranca. 
46876 
olivapovliticus s 
olivapovliticus B 
46876 
psychrolactophilu 
psychrolactophilu 


Micrococcaceae; Arthrobacter. 


46876 
strain Z-2189 16S 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 2494026 2494076 39 89 gi| 219857387 |ref|NR_024975.1 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 249486 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Intrasporangiaceae; Tetrasphaera. 

46876 Bacteria_16S 2521331 2521381 52 102 gi|219857363|ref|NR_024951.1 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 2520665 252209 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

46876 Bacteria_16S 2522811 2522861 52 102 gi|219857362|ref|NR_024950.1 
brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 2522145 252361 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

46876 Bacteria_16S 2528883 2528933 52 102 gi|219857358|ref|NR_024946.1 


strain ATCC 4973 
Proteobacteria; 

46876 
meridiei strain S 
Bacteria; 
46876 
strain CIP 105469 
Bacteria; Proteob 
46876 
strain CIP 105470 
Proteobacteria; 
46876 
strain CIP 105259 
Proteobacteria; 
46876 
acidaminophilum s 
acidaminophilum B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 
Bacteria_16S 


Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


2354486 2354548 41 103 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 
2397013 2397063 52 102 gi 


Firmicutes; Clostridia; 
2448839 2448889 52 102 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 

2454951 2455001 39 89 gi 
s strain B7 16S ribosomal RNA, partial 


2548052 2548102 52 102 gi 
10 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Peptoc 
2555637 2555687 52 102 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2557203 2557253 52 102 gi 
16S ribosomal RNA, partial sequence 


2561829 2561879 52 102 gi 
16S ribosomal RNA, partial sequence 


2564856 2564906 52 102 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 


46876 


Bacteria_16S 


2570962 2571012 52 


102 


gi 


strain CIP 105274 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


ne 


Syntrophob 


Ca 


s 


se 


oc 


na 


se 


se 


ia 
ri 


ia 


219857574 
quence 
idiales; 

219857515 
23207 
udomonadaceae; 
219857514 
23223 


dales; 


219857498 
equence 
Actinomycet 


219857496 
ain ALL 16S ribosomal RNA, partial seque 
teria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 
Bacteria_16S 


nce 


219857495 
rain TGA 16S ribosomal RNA, partial sequ 


ence 


219857491 
23538 
acterale 
219857462 
in LBS3 16S ribosomal RNA, partial seque 
Clostridia 


e 


nce 
les; 


219857420 
1 sequen 
rnobacte 
219857415 
equence 


s Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
2467047 2467097 52 102 gi| 219857405 |ref|NR_024993.1 
ribosomal RNA, partial sequence 2466381 24678 


16S ribosomal RNA, partial sequence 2528225 25296 
Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


caceae; 


219857340 
25549 


dales; 


219857339 
25565 
udomonadaceae; 
219857336 
25611 
udomonadaceae; 
219857291 3 
1 sequence 2564201 25657 


diales; 


219857287 


Actinomycet 


; Actinomycetales; 


Clo 


ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref|NR_025103.1 
64 2322265 Pseudo 
Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025086.1 
2343294 234473 
ales; Propio 


Cc 


P 


ref |NR_025084.1 
2346319 234777 
ales; Microc 


ref|NR_025083.1 
2347826 234928 
Micro 


ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_025050.1 
2396386 239781 
stridiales Famil 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_025003.1 

2454319 245573 


Pseudomon 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
Pseudomon 
ref |NR_024924.1 
68 2562680 Pseudo 
Pseudomon 
NR_024922.1 
0 


P 


ref 


Eubacteriaceae; 


Tindallia 
3 Tindallia 
indallia. 


as. 


monas grimontii 
Pseudomonas. 
Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Desulfomonile 

omonile limimaris 
; Desulfomonile. 
Anaerobranca 

8 Anaerobranca 

y XIV. 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Arthrobacter 
2 Arthrobacter 


Micrococcineae; 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 
udomonadaceae; 
219857345 
25473 


as. 
Desulfosporosinus 


Ss. 
monas gessardii 
Pseudomonas. 


as. 


as. 
Eubacterium 
8 Eubacterium 
Eubacterium. 


Pseudomonas brenneri 
monas brenneri Bacteria; 


Pseudomonas grimontii 


Incertae Sedis; 


Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 


osporosinus meridiei 
Pseudomonas gessardii 
Pseudomonas migulae 
monas migulae Bacteria; 


Pseudomonas mosselii 
monas mosselii Bacteria; 


ref|NR_024918.1 


Pseudomonas jessenii 


2570299 2571813 Pseudomonas jessenii Bacteria; 


46876 


46876 


strain CIP 104664 
Bacteria; 


46876 


strain CIP 104883 
Bacteria; 


46876 


strain CFML 96-17 
Bacteria; 


46876 


strain CIP 105273 


46876 


strain CIP 105460 
Bacteria; 


46876 


bendigoensis strain Benl06 16S ribosomal RNA, partial s 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae 


Bacteria_16S 
strain CFML 96-19 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomo 


2580083 2580133 52 


8 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 
16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomo 


2581649 2581699 52 


2583219 2583269 52 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


2584788 2584838 52 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


2595626 2595676 52 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


2597192 2597242 52 


2626435 2626497 41 


Propionibacteriaceae; Tessaracoccus. 


46876 


campinasensis strain 324 16S ribosomal RNA, partial seq 
campinasensis Bacteria; Firmicutes; Bacillales; Paeniba 


46876 


thomssenii strain 


Bacteria_16S 


Bacteria_16S 


DSM 


2643289 2643339 52 


2655291 2655341 39 


44276 16S ribosomal RNA, partial 


complete sequence 


complete sequence 


102 gi 


102 gi 
102 gi 
102 gi 
102 gi 
102 gi 


103 gi 


102 gi 


89 gi 


equence 
; Actinomycetales; Propionibacterineae; 


uence 
cillaceae; 


219857281 


219857280 


219857279 


219857278 


219857271 


219857270 


219857247 


219857229 


219857221 
sequence 


ref|NR_024912.1| Pseudomonas cedrina 


2579420 2580935 Pseudomonas cedrina Bacteria; 
seudomonadaceae; 


Pseudomonas. 


ref|NR_024911.1| Pseudomonas rhodesiae 


2580986 2582507 Pseudomonas rhodesiae 
nadales; Pseudomonadaceae; 


Pseudomonas. 


ref|NR_024910.1| Pseudomonas monteilii 


2582558 2584074 Pseudomonas monteilii 
nadales; Pseudomonadaceae; 


Pseudomonas. 


ref|NR_024909.1| Pseudomonas orientalis 


2584125 2585640 Pseudomonas orientalis 
nadales; Pseudomonadaceae; Pseudomonas. 


ref|NR_024902.1| Pseudomonas mandelii 


2594961 2596478 Pseudomonas mandelii Bacteria; 
seudomonadaceae; 


Pseudomonas. 
NR_024901.1| Pseudomonas libanensis 


ref 


2596529 2598044 Pseudomonas libanensis 
nadales; Pseudomonadaceae; 


Pseudomonas. 
ref|NR_024877.1| Tessaracoccus 
2625807 2627271 Tessaracoccus 


ref|NR_024857.1| Paenibacillus 
2642624 2644131 Paenibacillus 
Paenibacillus. 
ref|NR_024849.1| Corynebacterium 
2654667 2656138 Corynebacterium 


thomssenii Bacter 
Corynebacteriacea 


ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


Ac 


tinomyce 


46876 


strain 15-1 16S r 
Firmicutes; 


46876 


strain AM31D 16S 
Firmicutes; 


46876 


psychrotolerans s 
psychrotolerans B 


46876 


transvaalensis st 
transvaalensis Ba 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


Bacillales; 


acteria; 


cteria; 


2712255 2712305 52 


ibosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2725931 2725981 52 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2732053 2732103 52 


train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


Firmicutes; 
2794836 2794886 52 


rain SAGM1 16S ribosomal RNA, partial 
Clostridia; 


Firmicutes; 
2815910 2815960 52 


102 gi 


102 gi 


102 gi 


102 gi 


Clostr 


102 gi 


219857180 


219857170 


219857166 
sequence 


219857120 
sequence 


219856913 


Carnobacteriaceae; 


idiales; Clostridiaceae; 


tales; Corynebacterineae; 


ref|NR_024808.1| Bacillus vietnamensis 


2711598 2712985 Bacillus vietnamensis Bacteria; 


ref|NR_024798.1| Bacillus krulwichiae 


2725265 2726771 Bacillus krulwichiae Bacteria; 


ref|NR_024794.1| Marinilactibacillus 
2731401 2732858 Marinilactibacillus 
Marinilactibacillus. 
ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
Alkaliphilus. 
NR_024734.1| Pseudomonas 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 
46876 
cateniformis stra 
cateniformis Bact 
Coprobacillus. 
46876 
strain ATCC 13522 
Bacteria; Proteob 
46876 
strain ATCC 49968 
Bacteria; Proteob 
46876 
halophilum strain 
halophilum Bacter 
46876 
strain JCM9731 16 
Firmicutes; Bacil 
46876 
strain IAM 14851 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


46876 
plecoglossicida s 


plecoglossicida Bacteria; 


Pseudomonas. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2817467 2817517 52 102 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


2854085 2854135 52 102 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858768 2858818 52 102 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2877479 2877529 52 102 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2880609 2880659 52 102 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


2901680 2901750 19 89 gi 


2920181 2920231 52 102 gi 
train FPC951 16S ribosomal RNA, partia 
Proteobacteria; Gammaproteoba 


equence 
ia; 


nadales; 


nadales; 


cteria; 


Pseudomonadales; 


219856912 
1 sequence 
sipelotrichales; Erysipelotrichaceae; 


219856888 
2853433 2854934 Pseudomonas savastanoi 
Pseudomonadaceae; 
219856885 = 
2858110 2859620 Pseudomonas lundensis 
Pseudomonadaceae; 


219856855 
16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
ococcineae; 
219856843 
1 sequence 
Pseudomonadales; Pseudomonadaceae; 


46876 


Bacteria_16S 


2933674 2933724 52 


102 gi 


219856834 


jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 


2815260 2816748 Pseudomonas 
Pseudomonadaceae; 


ref |NR_024733.1| Coprobacillus 
2816799 2818283 Coprobacillus 


ref|NR_024707.1| Pseudomonas savastanoi 


Pseudomonas. 


ref|NR_024704.1| Pseudomonas lundensis 


Pseudomonas. 


219856873|ref|NR_024692.1| Salimicrobium 

quence 2876799 2878315 Salimicrobium 

e; Salimicrobium. 

219856871|ref|NR_024690.1| Bacillus carboniphilus 


2879945 2881448 Bacillus carboniphilus Bacteria; 


ref|NR_024674.1| Leucobacter albus 
Microbacteriaceae; Leucobacter. 
ref|NR_024662.1| Pseudomonas 


2919511 2921008 Pseudomonas 


ref|NR_024653.1| Marinobacterium 
2933018 2934480 Marinobacterium 


46876 
citronellolis str 
citronellolis Bac 
Pseudomonas. 

46876 
strain PCl 16S ri 
Proteobacteria; 


Bacteria_16S 


Bacteria_16S 


2973026 2973076 52 102 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; 


al 


Gammaproteobacter 


219846941 
sequenc 


ia; 


46876 


strain JaH 16S ri 
Firmicutes; 


46876 


strain I50 16S ri 
Firmicutes; Erysi 


46876 


strain M-29c 16S 
Firmicutes; 


46876 


tabacinasalis str 
tabacinasalis Bac 


46876 


Bacteria_16S 
Bacil 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


3038408 3038458 52 


Enterococcaceae; 
3047566 3047616 52 


Firmicutes; 
3070176 3070226 52 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysipel 


ribosomal RNA, partial sequence 
Lactobacillales; 


otrichaceae. 
102 gi| 219846897 |ref|NR_026489.1 
3037737 30392 
Vagococcus. 
102 gi|219846890|ref|NR_026482.1 
sequence 3046902 304840 


3030089 30315 


ain GF112B 16S ribosomal RNA, partial 
Lactobacillales; Ae 


strain m1134/97/1 16S ribosomal RNA, partial sequence 


Firmicutes; 


46876 


histidinovorans strain Z-7940 16S ribosomal RNA, partia 
histidinovorans Bacteria; 


46876 


balaenopterae str 
balaenopterae Bac 


46876 


strain 1607-97 16 
Firmicutes; 


46876 


strain TA68 16S r 


46876 


confusum strain D 
confusum Bacteria; 
Corynebacteriacea 


46876 


strain F98.3HR69 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Lactobacillales; 


Enterococcaceae; 
3088251 3088301 52 


Firmicutes; 
3089801 3089851 52 


Clostridia; 


ref|NR_026533. 


e 2972376 29738 


Pseudomonadales; Ps 


8 
eudomonadaceae; 


Pseudomonas 
5 Pseudomonas 


2974588 2974638 52 102 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
bosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
2983765 2983815 52 102 gi|219846934|ref|NR_026526.1| Bacillus vedderi 
bosomal RNA, partial sequence 2983106 2984583 Bacillus vedderi Bacteria; 
lales; Bacillaceae; Bacillus. 
3030743 3030793 52 102 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia 
3 Facklamia 


rococcaceae; Facklamia. 
102 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
3069511 3070973 Vagococcus lutrae Bacteria; 
Vagococcus. 
102 gi|219846863|ref|NR_026455.1| Natronincola 
1 sequence 3087607 3089090 Natronincola 
Clostridiales; Clostridiaceae; Natronincola. 
102 gi|219846862|ref|NR_026454.1| Granulicatella 


ain M1975/96/1 16S ribosomal RNA, part 


ia 


1 sequence 3089141 30905 


2 


3 Granulicatella 


teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 
3091237 3091287 52 102 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Lactobacillales; Aerococcaceae; Ignavigranum. 
3092656 3092706 39 89 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
ibosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
3097308 3097358 39 89 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
MMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
3098757 3098807 39 89 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
3101700 3101750 52 102 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 


46876 


Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 
46876 


riegelii Bacteria 
Corynebacteriacea 
46876 
falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


Bacteria_16S 
riegelii strain DMMZ 241 


Bacteria_16S 


ribosomal RNA, partial sequence 


acteria; 


46876 
orientis strain D 
Bacteria; 
46876 
strain DSM 11363 
Proteobacteria; 

46876 
singulare strain 

singulare Bacteri 


G 


Corynebacteriaceae; 
Bacteria_16S 


46876 
strain ATCC 70062 
Firmicutes; 
46876 
strain M408/89/1 


Corynebacterium. 
46876 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3154432 3154482 52 
SM 765 
Clostridia; Clostridiales; 
3177301 3177351 52 102 


102 gi 


gi 


Actinobacteridae; Actinomycet 


3101054 31025 


ales; 


219846819 


16S ribosomal RNA, partial sequence 31537 
Peptoc 


occaceae; 
219846803 


16S ribosomal RNA, partial sequence 3176631 31781 


16S ribosomal RNA, partial sequence 3201064 32024 


3207673 3207723 39 89 


gi 


219846783 


Corynebacterineae; 


ref 
64 3155274 Desul 
Desu 
ref 


Corynebact 


ref 


NR_026411.1 
lfosporosinu 


NR_026395.1 
59 Pseudomonas graminis Bacteria; 


NR_026375.1 


Cc 


£ 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
3178830 3178880 39 89 gi|219846802|ref|NR_026394.1 
IBS B52218 16S ribosomal RNA, partial sequence 3178210 317953 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacterium. 
3180246 3180296 52 102 gi|219846801|ref|NR_026393.1 
8 16S ribosomal RNA, partial sequence 3179583 3181087 Fackla 
Lactobacillales; Aerococcaceae; Facklamia. 
3201686 3201736 39 89 gi| 219846787 |ref|NR_026379.1 


e 


35 Tindallia magadiensis Bacteria; 


ridia; Clostridiales; Clostridiaceae; Tindallia. 
3119829 3119879 39 89 gi|219846842|ref|NR_026434.1| Corynebacterium 
5 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
3148264 3148314 39 89 gi|219846823|ref|NR_026415.1| Corynebacterium 
51 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 


orynebacteriaceae; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Pseudomonas graminis 


as. 
Corynebacterium 
2 Corynebacterium 
erineae; 


Facklamia hominis 
mia hominis Bacteria; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


riaceae; 


Corynebacterium 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


46876 Bacteria_16S 


lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; 


3213646 3213696 39 


Corynebacteriaceae; Corynebacterium. 


46876 Bacteria_16S 


3245648 3245698 52 


89 


102 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 
46876 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
46876 Bacteria_16S 
strain DSM 20748 

Firmicutes; Bacil 
46876 Bacteria_16S 


Listeriaceae; 


lales; 


Listeria. 
3361056 3361106 52 


3362623 3362673 52 


Bacillaceae; 
3398833 3398883 39 


Bacillales; 


102 


102 


89 


gi 


gi 


219846778 


219846757 


3244997 32464 


gi 


DSM 20408 16S ribosomal RNA, partial 


Firmicutes; Bacillaceae; 


gi 


gi 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
46876 Bacteria_16S 
strain DSM 20167 


3400367 3400417 39 


89 


gi 


219846676 
sequence 
Marinoc 
219846675 


16S ribosomal RNA, partial sequence 3361953 33634 
Salimicrobium. 


219846646 
sequence 
Actinomyc 


219846645 


16S ribosomal RNA, partial sequence 3399736 34012 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


46876 Bacteria_16S 
strain DSM 20119 


3401893 3401943 39 


89 


gi 


219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


46876 Bacteria_16S 


3434601 3434651 39 


89 


gi 


219846620 


pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 


pilosum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


46876 Bacteria_16S 
strain DZZM 328 1 


3436034 3436084 39 


89 


gi 


Actinobacteria; Actinobacteridae; Actinomycetal 


219846619 


6S ribosomal RNA, partial sequence 3435424 34367 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


Corynebacterium. 
46876 Bacteria_16S 


3445029 3445079 52 


102 


gi 


219846613 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 34443 


Bacteria; Firmicutes; 
46876 Bacteria_16S 


protophormiae strain DSM 20168 16S ribosomal RNA, partial 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; 


Clostridia; 
3458852 3458902 39 


Micrococcaceae; Arthrobacter. 


46876 Bacteria_16S 
strain DSM 20546 


3461893 3461943 39 


89 


89 


gi 


gi 


Clostridiales; Veillonellaceae; 


219846603 
sequenc 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


46876 Bacteria_16S 


3463416 3463466 39 


89 


gi 


219846600 


polychromogenes strain DSM 20136 16S ribosomal RNA, partial seque 
polychromogenes Bacteria; Actinobacteria; Actinobacteri 
Micrococcaceae; Arthrobacter. 


46876 Bacteria_16S 
strain DSM 20545 


3464939 3464989 39 


89 


gi 


dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


46876 
nicotianae strain 


Bacteria_16S 


3466462 3466512 39 


89 


gi 


DSM 20123 16S ribosomal RNA, partial 


nicotianae Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
46876  Bacteria_16S 


3471028 3471078 39 


89 


gi 


globiformis strain DSM 20124 16S ribosomal RNA, partial 
globiformis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
46876 Bacteria_16S 
pseudalcaliphilus 
pseudalcaliphilus 
46876 Bacteria_16S 
strain DSM 8722 
Firmicutes; Bacil 
46876 Bacteria 16S 
strain DSM 8721 
Firmicutes; Bacil 
46876 Bacteria_16S 
strain DSM 8720 
Firmicutes; Bacil 
46876 Bacteria 16S 
strain DSM 8715 
Firmicutes; Bacil 
46876 Bacteria_16S 


lales; 


lales; 


6S ribosomal RNA, 
lales; 


6S ribosomal RNA, 
lales; 


3534680 3534730 52 


Firmicutes; 
3537805 3537855 52 


Bacillaceae; 
3539374 3539424 52 


Bacillaceae; 
3540946 3540996 52 


Bacillaceae; 
3544057 3544107 52 


Bacillaceae; 
3569922 3569984 41 


102 


Bacillales; 
102 


6S ribosomal RNA, partial sequence 
Bacillus. 


102 


6S ribosomal RNA, partial sequence 
Bacillus. 


102 


102 


103 


gi 


DSM 8725 16S ribosomal RNA, partial s 
Bacteria; 


Bac 
gi 


219846598 
sequence 
Actinomyce 


219846595 
sequence 
Actinomyc 


219846553 
equence 
illaceae; 

219846551 


3537139 35386 


gi 


219846550 


3538695 35402 


gi 


gi 


gi 


219846549 


complete sequence 3540266 35417 
Bacillus. 


219846547 


complete sequence 3543393 35448 
Bacillus. 


219846529 


strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Actinomycetales; 


ref|NR_026370.1 
321302 
Cory 


ref|NR_026349.1 


ref |NR_026268.1 
3360383 336190 

occus. 

ref |NR_026267.1 

41 Salimicrobium 


ref |NR_026238.1 
3398202 339968 
etales; Micrococ 


ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026236.1 
49 Arthrobacter 
3 Micrococcaceae 
ref|NR_026212.1 
3433993 343537 
es; Corynebacter 


ref|NR_026211.1 


eae; Corynebacte 
ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026195.1 
e 3458220 345969 
Microc 


ref|NR_026193.1 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
3; Micrococcaceae 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


ref|NR_026187.1 
3470399 347186 
etales; Micrococ 


Bacillus. 
ref|NR_026143.1 
44 Bacillus 


ref|NR_026142.1 
15 Bacillus 


ref|NR_026141.1 
87 Bacillus 


ref|NR_026139.1 
98 Bacillus 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Arthrobacter 
5 Arthrobacter 


cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 

Corynebacterium 
3 Corynebacterium 
ineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Succiniclasticum 
iclasticum ruminis 
m. 

Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter ramosus 


33 Arthrobacter ramosus Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 Arthrobacter 


cineae; Micrococcaceae; 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


ref|NR_026121.1 
3569313 357079 


Acetobacter aceti 
2 Acetobacter aceti 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 


46876 Bacteria_16S 3580415 3580477 41 103 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

46876 Bacteria_16S 3625886 3625951 39 104 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

46876 Bacteria_16S 3629053 3629103 52 102 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

46876 Bacteria_16S 3648869 3648931 41 103 gi|219846472|ref|NR_026064.1| Methylocaldum 
szegediense strain OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

46876 Bacteria_16S 3650408 3650470 41 103 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

46876 Bacteria_16S 3651949 3652011 41 103 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

46876 Bacteria_16S 3685481 3685531 52 102 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
46876 Bacteria_16S 3809847 3809897 52 102 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

46876 Bacteria_16S 3811448 3811498 52 102 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

46876 Bacteria_16S 3932056 3932106 52 102 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

46876 Bacteria_16S 4004254 4004304 52 102 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

46876 Bacteria_16S 4054054 4054124 19 89 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
46876 Bacteria_16S 4102451 4102501 52 102 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 4105449 4105499 52 102 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

46876 Bacteria_16S 4131250 4131300 52 102 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

46876 Bacteria_16S 4132824 4132874 52 102 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

46876 Bacteria_16S 4138973 4139023 52 102 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

46876 Bacteria_16S 4157612 4157662 52 102 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

46876 Bacteria_16S 4171387 4171437 52 102 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

46876 Bacteria_16S 4195788 4195838 52 102 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
46876 Bacteria_16S 4221559 4221609 52 102 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

46876 Bacteria_16S 32516 32585 20 89 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 


46876 Bacteria_16S 
strain CTCBS1 16S 


46876 Bacteria_16S 


strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


46876 Bacteria_16S 


gerencseriae strain 2-606-032 16S ribosomal RNA, partia 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 


46876 Bacteria_16S 


strain ST26 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


46876 Bacteria_16S 


strain ST50 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


46876 Bacteria_16S 


arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
46876 Bacteria_16S 


strain BG8 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 


46876 Bacteria_16S 


polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. 


46876 Bacteria_16S 
strain ATCC 27760 
Bacteria; 
46876 


Firmicutes; 
Bacteria_16S 


strain XILO8 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Xylanibacterium. 
46876 Bacteria_16S 


strain LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


46876 Bacteria_16S 
aerolatum strain 


Microbacterium. 
46876 Bacteria_16S 


strain Muenster 2000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


46876 Bacteria_16S 


ribosomal RNA, 


44463 44516 50 
126551 126632 23 


135678 135731 51 


138674 138743 20 


140203 140272 20 


158469 158538 20 


190509 190570 41 


269809 269870 42 


309374 309435 42 


Clostridia; 
406497 406566 20 


564494 564563 20 


618902 618971 20 


630972 631041 20 


853503 853564 42 


complete sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


complete sequence 


103 gi 


104 gi 


104 gi 


89 gi 


89 gi 


Micrococcineae; Sanguibacterac 

89 gi| 265678957 |ref|NR_029265.1 
sequence 157869 159336 
Actinomycetales; Micrococ 

102 gi|265678936|ref|NR_029244.1 


103 gi 


103 gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


89 gi 


89 gi 


V-73 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micrococcineae; Microbacteriac 

89 gi|265678639|ref|NR_028944.1 
618371 619715 Microb 
Micrococcineae; Micr 

89 gi|265678630|ref|NR_028935.1 


103 gi 


43805 


Micr 


Micr 


265679034 


265678978 


265678972 


265678970 


138055 139531 Sanguibacter 
ococcineae; 


265678969 


139582 141058 Sanguibacter 


189853 19130 


265678880 


265678854 


265678784 


405881 40739 


265678676 


563902 56532 


63034 


265678477 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 


conservatrix Bacteria; 
Desulforegula. 
46876 Bacteria_16S 
subroseum strain 


Streptosporangiaceae; 
46876 Bacteria_16S 


Proteobacteria; 


874805 874866 42 


Streptosporangium. 
885331 885400 20 


Deltaproteobacteria; 


103 gi 


89 gi 


strain VKM Ac-1799 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Rathayibacter. 
46876 Bacteria_16S 


886865 886934 20 


89 gi 


strain VKM Ac-1804 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


46876 Bacteria_16S 


VKM Ac-1401 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


46876 Bacteria_16S 
strain JB-A2 16S 


46876 Bacteria_16S 


thermophila strain I78 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotric 


Bacteria; 
46876 


Bacteria_16S 


halophilum strain 76 16S ribosomal RNA, partial sequence 


911425 911494 20 


1000976 1001037 41 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


1029764 1029825 41 


1112910 1112979 20 


89 gi 


102 gi 
102 gi 


89 gi 


265678462 


CY-7113 16S ribosomal RNA, partial sequence 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678454 
88470 


265678453 
88624 


265678437 


910794 91228 


265678377 


1000320 10017 


ciricketts 
265678358 
10291 
hales; Pis 
265678300 


45323 
Halomonadaceae; 


nomycineae; 


1 sequence 


artial sequence 
Incertae Sedis; 


308774 310144 Rumino 
Ruminococcaceae; 


Micrococcineae; 


Desulfobacterales; De 


Micrococcineae; Micr 


ref|NR_029342.1 


ref|NR_029286.1 


ref|NR_029280.1 
135066 136444 


ref |NR_029278.1 


Sanguibacterac 


ref |NR_029277.1 


ref|NR_029186.1 


269183 


Thermo 
ref |NR_029160.1 
Ruminococcus. 

ref |NR_029089.1 


ref|NR_028981.1 


9 631823 Kytoco 


ref |NR_028780.1 
852834 854357 


ref|NR_028765.1 
874217 875635 
Streptospo 


ref |NR_028756.1 
1 886196 Rathay 


ref |NR_028755.1 
7 887732 Agreia 
Microbacteriac 
ref |NR_028739.1 


ref |NR_028679.1 
iaceae; Thiomicr 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 


Dermacoccaceae; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 
Carnimonas. 


Actinomyces meyeri 


125918 127358 Actinomyces meyeri Bacteria; 
Actinomycetaceae; Actinomyces. 


Actinomyces 
Actinomyces 


Actinomycetales; Actinomycineae; 


Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Microbacterium 
Microbacterium 
cineae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 
ethylococcaceae; Methylomi 


crobium. 
Thermoanaerobacterium 
270620 


anaerobacterium. 
Ruminococcus callidus 


coccus callidus 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 
ococcineae; Promicromonosp 


oraceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Microbacterium 
acterium aerolatum 
obacteriaceae; 


Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Desulforegula 
Desulforegula 
sulfobacteraceae; 


Streptosporangium 
Streptosporangium 
rangineae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Thiomicrospira 
crospira thermophila 
; Thiomicrospira. 
Microbacterium 


ref|NR_028601.1 


1112307 1113789 Microbacterium halophilum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


46876 Bacteria_16S 


CMS 81 16S ribosomal RNA, 


Actinobacteridae; 


46876 Bacteria_16S 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Micr 


Actinobacteridae; 


46876 Bacteria_16S 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, part 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
46876 Bacteria_16S 
mcbrellneri ATCC 


1137092 1137161 20 
complete sequence 


1138643 1138712 20 


1233941 1234010 20 


1261020 1261085 40 


Actinomycetales; Micrococcineae; Micr 


89 gi| 253680765 |ref|NR_028013.1 

1136447 1137959 Leifsonia 
obacteriaceae; Leifsonia. 

89 gi|253680764|ref|NR_028012.1 


89 gi 


104 gi 


49030 16S ribosomal RNA, partial sequence 


ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 


Brevibacteriaceae; 


46876 Bacteria_16S 


DSM 15272 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Aeromicrobium. 
46876 Bacteria_16S 


DSM 10542 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sanguibacter. 
46876 Bacteria_16S 
cynodontis JCM 97 


Brevibacterium. 


1280443 1280504 42 


1349066 1349135 20 


1401711 1401780 20 


103 gi 


89 


gi 


89 gi 


33 16S ribosomal RNA, partial sequence 


cynodontis Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 
46876 Bacteria_16S 


Leifsonia. 


1455087 1455140 50 


103 gi 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial 


doudoroffii Bacteria; 
46876 Bacteria_16S 
litoralis strain 


46876 Bacteria_16S 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 
46876 Bacteria_16S 


strain 4-0 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


46876 Bacteria_16S 
flaccumfaciens pv. 


46876 Bacteria_16S 
strain P 297/02 1 


46876 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
46876 Bacteria_16S 
strain P 229/10 1 


46876 Bacteria_16S 


radicidentis strain CCUG 36733 16S ribosomal RNA, partial 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
46876 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
46876 Bacteria_16S 


Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


46876 Bacteria_16S 


Proteobacteria; 
1633635 1633688 50 


1697680 1697749 20 


1781283 1781352 20 


1811641 1811710 20 


1819318 1819387 20 


1820851 1820920 20 


1822375 1822444 20 


1931990 1932071 23 


1948674 1948743 20 


2066115 2066184 20 


2248260 2248321 42 


Gammaproteobacter 


103 gi 


89 gi 


89 gi 


89 gi 


89 gi 


89 gi 


89 gi 


104 gi 


89 gi 


89 gi 


103 gi 


219878266 


219846707 


219846091 


1279854 12812 


228720600 


1348448 13499 


228715351 


224581417 
sequence 


219878454 


DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; 


219878409 


219878349 


1780670 17821 


219878328 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


219878323 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219878322 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


219878321 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219878240 


219878229 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


219878146 


219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
46876 


Bacteria_16S 


strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


2360603 2360672 20 


89 gi 


219857487 


ial sequen 
Actino: 


12603 


Actinomyce 


Prop 


14011 


Actinomycetale 


ia; Aeromonada 


sequenc 
Actinomyceta 


20655 
Micrococ 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Mi 
ref 


ref 


Mi 
ref 


les; 
ref 


Mi 
ref 


ref 
les; 


ref 


ref 


ref 


onia 
obacteriaceae; 


ce 1233340 123481 
mycetales; 


10 Aeromicrobium 
ionibacterineae; 


42 Sanguibacter 
Micrococ 


1454432 14559 
Aeromonadaceae; 


1632974 16344 
Aeromonadale 


56 1698545 Microb 
Micrococ 


91 Plantibacter 


1820242 18217 


e 1931360 19327 


1948071 19495 
Micrococcineae; Microbacteriaceae; 


2247616 22491 
Actinomycet 


Leifsonia. 
NR_025405.1 


NR_026299.1 


s; Micrococc 


NR_025681.1 


NR_027595.1 
cineae; 
NR_027523.1 


s; Micrococc 
NR_027198.1 
af 
les; 
NR_025593.1 
7 
Ss; 
NR_025548.1 


cineae; Micr 


NR_025488.1 


crococcaceae 
NR_025467.1 
partial sequ 


NR_025462.1 


crobacteriac 
NR_025461.1 
2 
Micrococcin 


NR_025460.1 


crobacteriac 
NR_025379.1 
6 
les; Actinom 
NR_025368.1 
5 


NR_025285.1 


cineae; Mic 
NR_025155.1 
4 
ales; 


Leifsonia aurea strain 


aurea Bacteria; Actinobacteria; 


Leifsonia rubra strain 


rubra Bacteria; Actinobacteria; 


Microbacterium 
7 Microbacterium 


Micrococcineae; 


Brevibacterium 


97 1261800 Brevibacterium mcbrellneri 
tale 


ineae; 
Aeromicrobium marinum 
marinum DSM 15272 


Nocardioidaceae; 


Sanguibacter keddieii 


keddieii DSM 10542 
Sanguibacteraceae; 


Leifsonia xyli subsp. 


11 1402554 Leifsonia xyli subsp. 


ineae; 


Oceanimonas 

5 Oceanimonas 
Oceanimonas. 
Oceanisphaera 

9 Oceanisphaera 


Aeromonadaceae; Oceanisphaera. 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Actinomyces 
0 Actinomyces 
ycineae; 


Microbacterium 
0 Microbacterium 


Micrococcus 


12 2067008 Micrococcus antarcticus 
rococcaceae; 


Micrococcus. 
Streptomyces 
2 Streptomyces 


Streptomycineae; 


NR_025075.1 


Subtercola frigoramans 


2360002 2361474 Subtercola frigoramans Bacteria; 


Subtercola. 


46876 


Bacteria_16S 
strain K300 16S r 


2362121 2362190 20 89 
ibosomal RNA, partial sequence 


gi 


219857486 
2361525 23629 


ref|NR_025074. 


Subtercola boreus 


91 Subtercola boreus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

46876 Bacteria_16S 2424704 2424741 41 78 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
46876 Bacteria_16S 2427626 2427679 50 103 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

46876 Bacteria_16S 2492520 2492589 20 89 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
46876 Bacteria_16S 2507649 2507710 42 103 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 


Bacteria; 
46876 
pachnodae strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Pro: 
Xylanimicrobium. 

46876 Bacteria_16S 2658335 2658396 42 103 gi|219857218|ref|NR_024846. 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 26591 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionib 
Nocardioidaceae; Aeromicrobium. 

46876 Bacteria_16S 2784279 2784348 20 89 gi|219857127|ref|NR_024755. 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 27851 


fritillariae Bact 


Firmicu 
Bacteria_16S 


8 


6 


a 


tes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 
2513689 2513758 20 89 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 


micromonosporaceae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Okibacterium 
8 Okibacterium 


eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 
46876 Bacteria_16S 2894154 2894223 20 89 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
46876 Bacteria_16S 2895649 2895718 20 89 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
46876 Bacteria_16S 2897143 2897212 20 89 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 
46876 Bacteria_16S 2956290 2956359 20 89 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
46876 Bacteria_16S 2957748 2957817 20 89 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
46876 Bacteria_16S 2959209 2959278 20 89 gi|219856817|ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
46876 Bacteria_16S 2976111 2976172 41 102 gi|219846939|ref|NR_026531.1| Clostridium ultunense 


strain BS 16S rib 


osomal RNA, partial sequence 


2975480 29769 


25 Clostridium ultunense Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 3006588 3006657 20 89 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
46876 Bacteria_16S 3068590 3068659 20 89 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

46876 Bacteria_16S 3094156 3094225 20 89 gi|219846859|ref|NR_026451.1| Kocuria palustris 


strain TAGA27 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
46876 Bacteria_16S 3115213 3115282 20 89 gi| 219846845 |ref|NR_026437.1 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 311608 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

46876 Bacteria_16S 3152837 3152906 20 89 gi|219846820|ref|NR_026412.1 


strain DSM 44267 


ribosomal RNA, partial sequence 


oc 


46876 
strain LMG 538 16 


Bacteria_16S 


3093562 30950 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


occineae; Intrasporangi 


3293919 3293980 42 103 
S ribosomal RNA, partial sequence 


gi 


219846725 


ref 


NR_026317.1 
3293271 3294772 Xanthomonas axonopodis Bacteria; 


a 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 


Xanthomonas axonopodis 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


46876 
strain DSM 9580 1 


Bacteria_16S 


3351668 3351737 20 89 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


46876 
marinum DSM 5261 
Proteobacteria; 

46876 
citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 
46876 
strain NCTC 10951 


G 


Bacteria_16S 
16S ribosomal RNA, partial sequence 3387742 33891 


Bacteria_16S 


Bacteria_16S 


3388374 3388435 41 102 gi 
ammaproteobacteria; Chromatiales; Chro 
3395784 3395853 20 89 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3412619 3412700 23 104 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


46876 
strain CIP 103259 


Bacteria_16S 


3414111 3414164 51 104 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


46876 
matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 
46876 
strain DSM 20315 


Bacteria_16S 


Bacteria_16S 


3430404 3430473 20 89 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3452754 3452823 20 


89 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


46876 
strain DSM 20541 


Bacteria_16S 


3457339 3457396 20 77 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


46876 
strain NCTC 11636 


Bacteria_16S 


3481586 3481667 23 104 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


46876 
strain DSM 20145 


Bacteria_16S 


3505756 3505825 20 89 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


46876 
testaceum strain 
testaceum Bacteri 


Bacteria_16S 


3507273 3507342 20 89 gi 
DSM 20166 16S ribosomal RNA, partial s 


Microbacterium. 
46876 Bacteria_16S 3508794 3508863 20 89 gi 
liquefaciens strain DSM 20638 16S ribosomal RNA, partia 


liquefaciens Bact 
Microbacteriaceae 
46876 
imperiale strain 
imperiale Bacteri 
Microbacterium. 

46876 
strain DSM 7485 1 
Actinobacteria; A 
46876 
strain DSM 7486 1 
Actinobacteria; A 
46876 
strain DSM 20528 
Actinobacteria; A 
46876 
michiganensis sub 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; Actinobacteria; Actinobacteridae 
Microbacterium. 

3510316 3510385 20 
DSM 2053 
a; Actin 


a 
89 gi 
0 16S ribosomal RNA, partial s 
obacteria; Actinobacteridae; A 


3513364 3513433 20 
6S ribos 
ctinobacteridae; Actinomycetales; Micr 
3514888 3514957 20 89 gi 
6S ribos 
ctinobacteridae; Actinomycetales; Micr 
3517928 3517997 20 89 gi 


89 gi 


ctinobacteridae; Actinomycetales; Micr 
3769034 3769103 20 89 gi 
species tessellarius strain 78181 16S 


a; Actinobacteria; Actinobacteridae; Act 


219846683 


6S ribosomal RNA, partial sequence 3351066 33525 


ococcineae 
219846653 


matiaceae; 
219846648 
ence 33951 
ales; Micr 


219846636 
34120 
nomycineae 
219846635 
34134 
nomycineae 
219846624 
sequence 
Actinomyc 


219846608 


16S ribosomal RNA, partial sequence 3452140 34536 


ococcineae 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


ococcineae 
219846588 

34809 

nomycineae 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


ococcineae 
219846571 

equence 

inomycet 


219846570 
1 sequence 
; Actinomy 
219846569 
equence 

ctinomycet 


219846567 


omal RNA, partial sequence 3512760 35142 


ococcineae 
219846566 


omal RNA, partial sequence 3514284 35157 


ococcineae 
219846564 


16S ribosomal RNA, partial sequence 3517327 35187 


ococcineae 
219846385 
ribosomal 


ref|NR_026275.1| Agrococcus jenensis 
38 Agrococcus jenensis Bacteria; 

; Microbacteriaceae; Agrococcus. 
ref|NR_026245.1| Rhabdochromatium 

93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 

ref|NR_026240.1| Promicromonospora 
98 3396650 Promicromonospora citrea 
ococcineae; Promicromonosporaceae; 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref|NR_026216.1 

3429781 343112 
etales; Coryneba 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Corynebacterium 
4 Corynebacterium 
cterineae; 


ref|NR_026200.1| Micrococcus lylae 
11 Micrococcus lylae Bacteria; 
; Micrococcaceae; Micrococcus. 
ref|NR_026197.1| Nesterenkonia halobia 
69 Nesterenkonia halobia Bacteria; 
; Micrococcaceae; Nesterenkonia. 
ref|NR_026180.1| Actinomyces howellii 
66 3482380 Actinomyces howellii Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026164.1| Microbacterium barkeri 
22 Microbacterium barkeri Bacteria; 
; Microbacteriaceae; Microbacterium. 
ref|NR_026163.1| Microbacterium 

3506673 3508141 Microbacterium 
ales; Micrococcineae; Microbacteriaceae; 


v 


v 


, 


Microbacterium 
5 Microbacterium 
ccineae; 


ref|NR_026162.1 
3508192 350966 
cetales; Microco 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


ref|NR_026161.1 
3509716 351118 

ales; Micrococci 

Rathayibacter rathayi 

rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 

tritici Bacteria; 

; Microbacteriaceae; Rathayibacter. 

ref|NR_026156.1| Curtobacterium citreum 

98 Curtobacterium citreum Bacteria; 

; Microbacteriaceae; Curtobacterium. 

ref|NR_025976.1| Clavibacter 

RNA, partial sequence 3768438 3769927 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
46876 
strain SW-154 16S 
Proteobacteria; G 
46876 
strain 20-5 16S r 
Actinobacteria; A 
46876 
strain NRRL B-163 
Bacteria; Actinob 
46876 
strain NRRL B-161 
Bacteria; Actinob 
46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 


Cla 
[ope 


Micrococcineae; Microbacteriaceae; 
4017734 4017795 41 102 
ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 
4023818 4023887 20 89 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
4031495 4031556 42 103 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4033045 4033106 42 103 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034599 4034660 42 103 gi 


gi 


vibacter. 
219846211 


4017086 40185 


219846207 


4023267 40246 


oc 
219846202 
40308 
ales; Glyc 
219846201 
40324 
ales; Glyc 
219846200 


occineae; 


ref|NR_025801.1| Kangiella aquimarina 
81 Kangiella aquimarina Bacteria; 


ref|NR_025797.1| Agromyces salentinus 
47 Agromyces salentinus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_025792.1| Glycomyces algeriensis 
56 4032350 Glycomyces algeriensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025791.1| Glycomyces arizonensis 
01 4033899 Glycomyces arizonensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025790.1| Glycomyces 

4033950 4035456 Glycomyces 


lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 


Glycomycetaceae; 


Glycomyces. 


46876 Bacteria_16S 4058590 4058659 20 89 gi|219846181|ref|NR_025771.1] Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

46876 Bacteria_16S 4128245 4128306 41 102 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

46876 Bacteria_16S 4238112 4238165 51 104 gi| 219846043 |ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

46876 Bacteria_16S 178246 178298 51 103 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

46876 Bacteria_16S 192029 192081 51 103 gi|265678935|ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 


46876 
strain A30 16S ri 
Proteobacteria; 
46876 
strain SH 106 16S 
Planctomycetes; P 
46876 
marinus strain MH 
Bacteria; Proteob 
46876 
strain TF-27 16S 
Proteobacteria; 

46876 
oligofermentans s 
oligofermentans B 
46876 
halichoeri strain 
halichoeri Bacter 
46876 
devriesei strain 
devriesei Bacteri 
46876 
strain CIP 105566 
Proteobacteria; G 
46876 
strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 
46876 
strain DSM 30039 
Proteobacteria; 

46876 
warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 
46876 
strain 6111 16S r 
Proteobacteria; G 
46876 
strain HKU4 16S r 
Firmicutes; Lacto 
46876 
strain 12993 16S 
Proteobacteria; 

46876 
strain 256 16S ri 
Proteobacteria; G 
46876 
strain CFBP 5236 
Proteobacteria; 


G 


G 


G 


G 


Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


196559 196611 50 102 
bosomal RNA, partial sequence 


gi 


46876 


Bacteria_16S 


265678932 
195893 19735 


ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 


ammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
216690 216742 51 103 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 


singaporensis strain LX3 16S ribosomal RNA, partial sequence 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Klebsiella. 


lanctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

341598 341658 42 102 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 

434447 434499 51 103 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

456038 456118 23 103 gi| 265678747 |ref|NR_029052.1| Streptococcus 
train 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
acteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

497245 497325 23 103 gi|265678720|ref|NR_029025.1| Streptococcus 

M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

512589 512669 23 103 gi|265678710|ref|NR_029015.1| Streptococcus 
CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

546118 546170 51 103 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 

16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

662788 662840 51 103 gi|265678607|ref|NR_028912.1| Enterobacter cloacae 

ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 

690121 690173 51 103 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

691673 691725 51 103 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
n NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

699225 699272 41 89 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 
ibosomal RNA, partial sequence 698584 699934 Thiocystis violascens Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

775843 775923 23 103 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
ibosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

818694 818746 51 103 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

820199 820251 51 103 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 
bosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

844678 844730 51 103 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 
16S ribosomal RNA, partial sequence 844000 845502 Samsonia erythrinae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 

849121 849173 51 103 gi|265678480|ref|NR_028783.1| Klebsiella 


848542 849823 Klebsiella 


46876 


Bacteria_16S 


916102 916182 23 103 gi 


265678434 


intermedius strain 1877 16S ribosomal RNA, partial sequence 91544 


Bacteria; 
46876 
strain CDC 2970-5 
Bacteria; Proteob 
46876 
strain 167 16S ri 
Proteobacteria; 
46876 
strain I-75 16S r 
Proteobacteria; 
46876 
Bacteria; Proteob 
46876 
chilensis strain 
Bacteria; Proteob 
46876 
strain OK-1 16S r 
Proteobacteria; 
46876 
strain SB2B 16S r 
Proteobacteria; 
46876 


Firmicutes; 
46876 
hydrothermalis st 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


kuenenii strain J 


Bacteria_16S 


Bacteria_16S 


Gammaproteobacteria; Alteromonadales; 
Bacteria_16S 


Gammaproteobacteria; Alteromonadales; 
Bacteria_16S 
strain SK3 16S ribosomal RNA, 
Lactobacillales; 
Bacteria_16S 


Lactobacillales; 
987012 987064 51 103 gi 
9 16S ribosomal RNA, partial sequence 


988592 988644 51 103 
bosomal RNA, partial sequence 


gi 


990172 990224 51 103 
ibosomal RNA, partial sequence 


gi 


997945 998005 42 102 gi 
acteria; Gammaproteobacteria; Thiotric 
999457 999517 42 102 gi 


acteria; Gammaproteobacteria; Thiotric 
1009993 1010045 51 103 gi 
ibosomal RNA, partial sequence 
Ss 
1011543 1011595 51 103 gi 
ibosomal RNA, partial sequence 
Ss 
1020641 1020721 23 103 gi 
complete sequence 
Streptococcaceae; 


1060280 1060324 42 86 


Streptoc 
gi 


Streptococcaceae; 


B-Al 16S ribosomal RNA, partial sequence 


Ch-1 16S ribosomal RNA, partial sequence 


Streptoc 
265678386 
98633 


acteria; Gammaproteobacteria; Enterobacteriales; 


265678385 


987916 98944 
Gammaproteobacteria; Enterobacteriales; 


Enterobac 
265678384 


989496 99101 
Gammaproteobacteria; Enterobacteriales; 


Enterobac 
265678379 
99729 
hales; Pis 
265678378 
99880 
hales; Pis 
265678371 


1009316 10108 


hewanellac 
265678370 


1010904 10123 


hewanellac 
265678364 


1019984 10214 


occus. 
265678337 


rain Tl 16S ribosomal RNA, partial sequence 


hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermal 
46876 Bacteria_16S 1117505 1117585 23 103 gi| 265678297 
strain I-273 16S ribosomal RNA, partial sequence 1116890 11182 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
46876 Bacteria_16S 1118981 1119033 51 103 gi|228716249 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 11198 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
46876 Bacteria_16S 1185555 1185607 51 103 gi| 228716090 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
46876 Bacteria_16S 1187066 1187118 51 103 gi| 228716058 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
46876 Bacteria_16S 1188577 1188629 51 103 gi|228716012 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
46876 Bacteria_16S 1190088 1190140 51 103 gi| 228715942 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
46876 Bacteria_16S 1224803 1224883 23 103 gi| 219878314 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcace 
46876 Bacteria_16S 1323038 1323118 23 103 gi| 228715345 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal 


ref |NR_028736.1 
occus; Streptoc 
ref|NR_028688.1 
6 987865 Citro 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; 
NR_028686.1 


teri 
ref 


aceae; 
NR_028681.1 


ref|NR_028680.1 
0 1000269 Thiomi 
ciri 
ref|NR_028673.1 
Shewanella. 
NR_028672.1 


eae; 
ref 


eae; Shewanella. 
ref|NR_028666.1 
95 Streptococcus 


ref |NR_028639.1 

1059624 106111 
es; Thermaceae; 
ref |NR_028598.1 
82 Streptococcus 
ref|NR_027549.1 


Enterobacteriac 
ref|NR_027546.1 


erobacteriac 
NR_027545.1 


Ent 
ref 


Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 
ref|NR_025453.1 

1224170 122567 
Streptococcu 
NR_027517.1 


ae; 
ref 
RNA, 


ckettsiaceae; 


partial sequence 


Streptococcus 


5 916988 Streptococcus intermedius 
° 


ccus anginosus group. 
Citrobacter murliniae 

acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
Citrobacter. 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
Citrobacter. 


Thiomicrospira 


1 998749 Thiomicrospira kuenenii 
cirickettsiaceae; 


Thiomicrospira. 
Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Streptococcus 

1 Streptococcus 

s. 
Streptococcus 

1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 
46876 
ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 
46876 
profundus strain 
Bacteria; Deinoco 
46876 
bryozoorum strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Streptococcus. 

1361089 1361137 41 89 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
; Acidimicrobium. 

1436785 1436829 42 86 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1462493 1462577 19 103 gi 
50-11 16S ribosomal RNA, partial sequ 


Bacteria; 


46876 


9187 strain TA 4r 
Bacteria; 


46876 


subsp. 
subsp. 


46876 


smithia st 
smithia Ba 


Bacteria_16S 


Proteob 
Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
acteria; Gammaproteobacteria; Aeromona 


cteria; 


1495873 1495925 51 


1571153 1571205 51 


Proteobacteria; 
1608006 1608058 51 


Proteobacteria; Gammaproteobacteria; Alteromo 


103 gi 


complete sequence 


103 gi 


rain AS20/1/1 16S ribosomal RNA, parti 
Gammaproteobac 


103 gi 


228719712 
ence 13604 
idimicrobi 


224581430 
e 14361 
hermaceae; 
224581411 
ence 14618 
nadales; A 
219846691 

14952 
dales; Aer 
219878156 
al sequenc 
teria; Aer 


ref |NR_027584.1 


ales; 


ref|NR_027212.1 
36 1437633 Ocean 
Oceanithermus. 
ref|NR_027192.1 


1teromonadaceae; 
ref|NR_026283.1 


omonadaceae; Tol 
ref|NR_025295.1 
e 1570477 157198 
omonadales; 


219878471 


decolorationis strain S12 16S ribosomal RNA, partial sequence 


ref |NR_025610.1 
1607365 160881 


Aeromonadaceae; 


Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 
Acidimicrobineae; 


Oceanithermus 


ithermus profundus 


Marinobacter 


62 1463368 Marinobacter bryozoorum 


Marinobacter. 
Tolumonas auensis DSM 


67 1496682 Tolumonas auensis DSM 9187 


umonas. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
Aeromonas. 


Shewanella 
2 Shewanella 


decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


46876 
subsp. 


equi subsp. 


46876 


strain IBS S6874 
Proteobacteria; 


46876 


macmurdoensis str 
macmurdoensis Bac 


46876 


strain Albert 199 
Proteobacteria; 


46876 


strain 888-76 16S 
Proteobacteria; 


46876 


strain ATCC 19645 
Firmicutes; 


46876 


entericus strain 
entericus Bacteri 


46876 


strain CF-43 16S 


46876 


strain DSM 5000 1 
Proteobacteria; 


46876 


proteamaculans st 
proteamaculans Ba 
Serratia. 


46876 


strain DSM 30063 
Proteobacteria; 


46876 


strain DSM 4576 1 
Proteobacteria; 


46876 


strain DSM 12358 
Proteobacteria; 


46876 


strain DSM 4594 1 
Proteobacteria; 


46876 


proteus strain 42 
Bacteria; 


46876 


strain $3/2-161 1 
Proteobacteria; 


46876 


strain S1/1-984 1 
Proteobacteria; 


46876 


strain LMG 317541 
Proteobacteria; 


46876 


carotovorum subsp. 


Enterobacteriales; 


46876 


strain 63 16S rib 
Proteobacteria; 


46876 


sibiricum strain 
Bacteria; 


Bacteria_16S 


ruminatorum strain CECT 5772 16S ribosomal RNA, 
ruminatorum Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


a; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


Lactobacillales; 


Firmicutes; 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


6S ribosomal RNA, part 
Gammaproteobacteria; En 


rain DSM 4543 16S ribo 
cteria; 
16S ribosomal RNA, par 


Gammaproteobacteria; En 


6S ribosomal RNA, part 
Gammaproteobacteria; En 


16S ribosomal RNA, par 
Gammaproteobacteria; En 


6S ribosomal RNA, part 
Gammaproteobacteria; En 


16S ribosomal RNA, pa 
Proteobacteria; 


6S ribosomal RNA, part 
Gammaproteobacteria; En 


6S ribosomal RNA, part 
Gammaproteobacteria; En 


16S ribosomal RNA, pa 
Gammaproteobacteria; Ae 


odoriferum strain LM 


1609445 1609525 23 


1645846 1645898 51 


1661091 1661143 52 


Firmicutes; 


1667225 1667277 51 


1671830 1671882 51 


1745012 1745092 23 


1764725 1764805 23 


1959238 1959306 21 


1988405 1988457 51 


1989953 1990005 51 
Proteobacteria; 


1991501 1991553 51 


1993044 1993096 51 


1994592 1994644 51 


1996127 1996179 51 


2000745 2000797 51 


2005358 2005410 51 


2006904 2006956 51 


2026436 2026488 51 


2027879 2027931 51 


Firmicutes; 


103 


La 
103 


104 


ain CMS 2lw 16S ribosomal RNA, partial 
Bacillales; 


103 


82 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


103 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


103 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


s 
103 


89 


sequence 


103 


103 


somal RNA, partial 
Gammaproteobacteria; 


103 


103 


103 


tial sequence 1993927 19 
terobacteriales; 


103 


ial sequence 1995493 19 
terobacteriales; 


103 


rtial sequence 
Gammaproteobacteria; 


103 


ial sequence 2004699 20 
terobacteriales; 


103 


103 


rtial sequence 
romonadales; 


103 


gi|219878470 


ctobaci 
gi 


llales; 
219878446 


16S ribosomal RNA, partial sequence 1645204 16466 
Gammaproteobacteria; Aeromonadales; Aer 


partial sequence 
Streptococcaceae; 


ref|NR_025609.1 


16088 
ref|NR_025585.1 


Aeromonas. 


6 


Shewanellaceae; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 
omonadaceae; 


gi|219878434|ref|NR_025573.1| Sporosarcina 
sequence 1660434 1661916 Paenisporosarcina 
Planococcaceae; Paenisporosarcina. 
gi|219878430|ref|NR_025569.1| Escherichia albertii 
1666570 1668063 Escherichia albertii Bacteria; 
Enterobacteriaceae; Escherichia. 
gi| 219878427 |ref|NR_025566.1| Enterobacter cowanii 


gi|219878377 


treptococcus. 
gi| 219878361 


CECT 5353 16S ribosomal RNA, partial sequence 


Lactobacillales; Streptococcaceae; 


gi|219878222 


1958616 19601 
omycetales; Micrococcineae; 


gi|219878203 


ial sequence 1987760 19892 
terobacteriales; 


gi|219878202 


gi|219878201 


tial sequence 1990842 19923 
terobacteriales; 


E 


gi|219878200 


ial sequence 1992387 19938 
terobacteriales; 


219878199 
954 


gi 


219878198 
969 


gi 


219878195 
20000 


gi 


Enterobacteriales; 


219878192 
061 


gi 


gi|219878191 


ial sequence 2006247 20077 
terobacteriales; 


219878178 
20257 


gi 


gi|219878177 


G 17566 16S ribosomal RNA, 


1671187 16725 
Enterobacteriaceae; 


17443 


Enterobacteriaceae; 


sequence 1989290 19907 
Enterobacteriales; 


Enterobacteri 


Enterobacteriaceae; 


Enterobacteri 


Aeromonadaceae; 


48 Enterobacter 


ref|NR_025516.1 


ref|NR_025500.1 
1764167 176550 
Streptococcus. 
ref|NR_025361.1 
16 Arthrobacter 


ref |NR_025342.1 


ref |NR_025341.1 


9 


ref |NR_025340.1 


ref |NR_025339.1 
aceae; 
ref |NR_025338.1 
Serra 
ref |NR_025337.1 
Rahne 
ref |NR_025334.1 
Enterobacteriac 
ref |NR_025331.1 
96 Buttiauxella 
Butti 
ref |NR_025330.1 
41 Buttiauxella 
aceae; Butti 
ref|NR_025317.1 
59 2027165 Aeromo 
Aeromonas. 
ref |NR_025316.1 
partial sequenc 


cowanii Bacteria; 
Enterobacter. 


Streptococcus ratti 


69 1745812 Streptococcus ratti Bacteria; 


Streptococcus 
1 Streptococcus 


Arthrobacter albus 


albus Bacteria; 
; Micrococcaceae; Arthrobacter. 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


nterobacteriaceae; Serratia. 


Serratia fonticola 


76 Serratia fonticola Bacteria; 
Serratia. 


Serratia entomophila 


42 Serratia entomophila Bacteria; 
Enterobacteriaceae; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
Enterobacteriaceae; 


lla. 
Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


Enterobacteriaceae; 


2092163 2092215 51 


2104460 2104510 52 


46876 
DSM 4568 16S ribo 
Gammaproteobacter 
46876 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Clostridia; 
2121082 2121134 51 
ia; Enterobacteriales; 

2239189 2239241 51 


Pectobacterium. 


103 


osomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


102 


103 


103 


ATCC 43380 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


gi|219878128 
2091488 20930 

Shewanellac 
gi|219878117 


Z-7981 16S ribosomal RNA, partial sequence 21038 
Clostridiales; 


Clostr 
gi 


idiaceae; 
219857654 


somal RNA, partial sequence 2120505 2121907 Cedec 
Enterobacteriaceae; 


Cedec 
219857573 


gi 


ref|NR_025267.1 
eae; Shewanella. 
ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025243.1 
ea davisae Bacte 
ea. 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Anoxynatronum 
atronum sibiricum 


Cedecea davisae strain 
ria; Proteobacteria; 


ref|NR_025161.1 


Yersinia rohdei strain 


2238534 2239994 Yersinia rohdei Bacteria; 


46876 Bacteria_ 


NCTC 5923 16S rib 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


16S 2240700 2240752 51 


103 


osomal RNA, partial sequence 


gi| 219857572 
2240045 22415 


ref|NR_025160.1 
05 Yersinia 


Yersinia pestis strain 
pestis Bacteria; 


teriaceae; 


Yers 


46876 


strain ATCC 33638 
Bacteria; 


46876 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


46876 


strain ATCC 29178 
Firmicutes; 


46876 


strain ACEM 9 16S 


46876 


didelphis strain 
didelphis Bacteria; 


46876 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 


46876 


strain ATCC 33531 
Bacteria; 


46876 


strain 3CB-1 16S 


46876 


alkaliphilum stra 
Bacteria; 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


s Bacteria; 


Lactobacillales; 


Firmicutes; 


2242211 2242263 51 


2243722 2243774 51 


2258998 2259078 23 


2294174 2294226 51 


2417014 2417094 23 


2456437 2456489 51 


2462405 2462457 51 


2498468 2498516 41 


2527318 2527378 43 


Clostridia; 
2620383 2620435 51 


Proteobacteria; 


103 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


103 


s strain ATCC 29833 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


103 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


103 


W94-11374-1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


103 


ica strain 34mel 16S ribosomal RNA, partial sequ 
- pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 


103 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


89 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


103 


in S1 16S ribosomal RNA, partial sequence 
Clostridiales; 


103 


Streptococcus. 


Streptococcaceae 


Peptococcaceae; 


219857571 
22415 


gi 


gi| 219857570 


219857560 
22583 


gi 
gi|219857535 
2293525 22949 


gi|219857448 


gi| 219857413 
Gammap 


219857408 
24617 


gi 
gi|219857384 
2497830 24993 


219857359 
25266 


gi 


gi] 219857252 


strain ATCC 51603 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


26197 
Enterobac 


ref|NR_025159.1 


ref|NR_025158.1 


ref|NR_025148.1 


ref|NR_025123.1 
eae; Shewanella. 
ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025001.1 
ence 245578 
roteobacteria; 


ref|NR_024996.1 


ref |NR_024972.1 


; Thauera. 


ref |NR_024947.1 


ref|NR_024883.1 


Kluy 


46876 


strain CDC 0876-5 
Bacteria; 


46876 


strain CDC 2991-8 


46876 


strain SWub3 16S 


46876 


parasanguinis str 
parasanguinis ATC 


46876 


sanguinis strain 
sanguinis Bacteria; 


46876 


desulfurans strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


desulfurans Bacteria; 


46876 


Bacteria_16S 


8 16S ribosomal RNA, p 
Proteobacteria; 


1 16S ribosomal RNA, p 
Proteobacteria; Gammaproteobacteria; En 


C 15912 Bacteria; 


Firmicutes; 


2635512 2635564 51 


2637076 2637128 51 


2653886 2653934 41 


2664174 2664254 23 


2665736 2665816 23 


2703343 2703387 42 


2763132 2763184 51 


Firmicutes; 


103 


artial sequence 
Gammaproteobacteria; 


103 


artial sequence 
terobacteriales; Enterobac 


89 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


103 


ain ATCC 15912 16S ribosomal RNA, partial sequen 
Lactobacillales; § 


103 


ATCC 10556 16S ribosomal RNA, partial 
Lactobacillales; 


86 


n St55B 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; Deinococci; 


103 


Enterobacteriales; 


Streptococcaceae 


219857234 
26348 


gi 


219857233 
26364 


gi 
gi| 219857222 
2653267 26546 


gi|219857214 


219857213 
sequence 


gi 


gi| 219857186 
Thermales; 


gi| 219857142 


strain ATCC15947 
Bacteria; 
46876 
strain JCM1680 16 


Proteobacteria; 
Bacteria_16S 


Gammaproteobacteria; 
2764648 2764700 51 103 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


46876 
strain JCM1679 16 


Bacteria_16S 


2766164 2766216 51 103 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


46876 
strain ATCC 12775 


Bacteria_16S 


2855655 2855707 51 103 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


46876 
strain JCM1240 16 


Bacteria_16S 


2947379 2947431 51 103 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


46876 
strain JCM1235 16 


Bacteria_16S 


2948869 2948921 51 103 
S ribosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 2762542 27639 
Enterobacteriales; 


2763991 27654 


2765507 27669 
Enterobacteriaceae; 
NR_024706.1 
85 2856506 Pseudo 
Enterobacteriaceae. 
NR_024644.1 
70 Serratia rubidaea Bacteria; 
Enterobacteriaceae; 
NR_024643.1 
2948221 2949658 Enterobacter aerogenes Bacteria; 


2946729 29481 


219857141 


Enterobac 
219857140 


219856887 
28549 


219856825 


219856824 


7 


ref 


ref 


ref 


ref 


ref 


ref |NR_024862.1 
Enterobacteriac 
ref|NR_024861.1 


teriaceae; 
ref |NR_024850.1 


; Azoarcus. 
ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 

2665089 266654 
; Streptococcus. 
ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref|NR_024770.1 


Enterobacteriac 


2 Edwardsiella 


Edwar 


Serra 


NR_024769.1 
56 Edwardsiella ictaluri Bacteria; 
teriaceae; 
NR_024768.1 


Edwar 


inia. 


Yersinia kristensenii 


56 2243016 Yersinia kristensenii 
Enterobacteriaceae; 


Yersinia. 
Yersinia 


equence 2243067 2244527 Yersinia 
Enterobacteriales; 


Enterobacteriaceae; 


Streptococcus iniae 


45 2259880 Streptococcus iniae Bacteria; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Streptococcus 
5 Streptococcus 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Raoultella planticola 


40 2463175 Raoultella planticola 
Enterobacteriaceae; 


Raoultella. 
Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Desulfotomaculum 


73 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 


Kluyvera georgiana 


36 2621149 Kluyvera georgiana Bacteria; 


teriaceae; vera. 


Citrobacter werkmanii 


42 2636362 Citrobacter werkmanii 


eae; Citrobacter. 
Citrobacter farmeri 


13 2637923 Citrobacter farmeri Bacteria; 
Citrobacter. 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Oceanithermus 

1 Oceanithermus 
anithermus. 
Edwardsiella tarda 


40 Edwardsiella tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Pseudomonas flectens 
monas flectens Bacteria; 


Serratia rubidaea 


tia. 
Enterobacter aerogenes 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


46876 
strain JCM1237 1 
Proteobacteria; 

46876 
strain JCM1234 1 
Proteobacteria; 

46876 
strain JCM6051 1 
Proteobacteria; 

cloacae complex. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2950357 2950409 51 103 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
2951858 2951910 51 103 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
2953356 2953408 51 103 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


gi 


219856823 


2949709 2951157 Enterobacter 
Enterobacteriaceae; 


219856822 


2951208 2952657 Enterobacter 
Enterobacteriaceae; 


219856821 


2952708 2954129 Enterobacter 
Enterobacteriaceae; 


ref Enterobacter amnigenus 
amnigenus Bacteria; 
Enterobacter. 

NR_024641.1| Enterobacter gergoviae 
gergoviae Bacteria; 
Enterobacter. 

NR_024640.1| Enterobacter asburiae 
asburiae Bacteria; 
Enterobacter; Enterobacter 


NR_024642.1 


ref 


ref 


46876 Bacteria_16S 2962320 2962400 23 103 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

46876 Bacteria_16S 2963869 2963949 23 103 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

46876 Bacteria_16S 2966928 2966980 51 103 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

46876 Bacteria_16S 3061275 3061323 41 89 gi| 219846881 |ref|NR_026473.1| Thauera 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
46876 Bacteria_16S 3064294 3064374 23 103 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

46876 Bacteria_16S 3216706 3216786 23 103 gi| 219846776 |ref|NR_026368.1| Streptococcus 


thoraltensis str 
Bacteria; Firmic 
46876 
lipolytica strai 
Bacteria; Firmic 


Bacteria_16S 


ain S69 16S ribosomal RNA, partial sequ 
utes; Lactobacillales; Streptococcaceae 
3234898 3234950 51 103 gi 
n JW265 16S ribosomal RNA, partial sequ 
utes; Clostridia; Clostridiales; Syntro 


ence 32160 


219846764 
ence 32342 


; Streptococcus. 


phomonadaceae; 


71 3217589 Streptococcus thoraltensis 


ref|NR_026356.1] Thermosyntropha 
98 3235755 Thermosyntropha lipolytica 
Thermosyntropha. 


46876 


Bacteria_16S 


3271109 3271161 51 


103 


strain ATCC 13313 


219846740 
32704 


gi 


ref |NR_026332.1 


Shigella dysenteriae 


Proteobacteria; 
46876 
strain ATCC 2990 
Proteobacteria; 


Bacteria_16S 


16S ribosomal RNA, pa 
Gammaproteobacteria; En 


3 16S ribosomal RNA, pa 
Gammaproteobacteria; En 


3272647 3272699 51 


rtial sequence 
terobacteriales; 
103 gi 
rtial sequence 
terobacteriales; 


219846739 
32719 


Enterobacteriaceae; 


Enterobacteriaceae; 


47 3271933 Shigella dysenteriae Bacteria; 
Shigella. 

ref|NR_026331.1| Shigella flexneri 

84 3273471 Shigella flexneri Bacteria; 
Shigella. 


46876 


strain JB13 16S r 


46876 
strain 


46876 


Bacteria_16S 


Bacteria_16S 
: CIP 7430 


Bacteria_16S 


ibosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Me 


16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; Ae 


3586669 3586721 51 


3612608 3612660 51 


3667310 3667362 51 


103 


sequence 
thylococcales; Methylococc 


103 


rtial sequence 
romonadales; 


103 


strain ATCC 15712 


gi|219846518 
3585997 35874 


219846497 
36119 


gi 


Aeromonadaceae; 


219846459 
36666 


gi 


ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026089.1 
33 3613434 Aeromo 
Aeromonas. 
ref|NR_026050.1 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Aeromonas bestiarum 
nas bestiarum Bacteria; 


Brenneria salicis 


79 3668133 Brenneria salicis ATCC 15712 


16S ribosomal RNA, partial sequence 


Bacteria; 


46876 


strain HK 204 16S 


46876 


strain EN 101 16S 


46876 


wasabiae strain S 
Bacteria; 


46876 


betavasculorum st 


betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; 
Pectobacterium. 

46876 Bacteria_16S 3674843 3674895 51 103 gi 
strain 1846 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; En 


46876 


allosaccharophila 
allosaccharophila 
Aeromonas. 


46876 


strain ATCC 29543 
Bacteria; 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S 


Bacteria_16S 


Proteobacteria; 


ribosomal RNA, partia 
Proteobacteria; Gammaproteobacteria; En 


ribosomal RNA, partia 
Proteobacteria; Gammaproteobacteria; En 


R91 16S ribosomal RNA, 
Proteobacteria; 


rain ATCC 43762 16S ri 


strain CECT 4199 16S 
Bacteria; 


3668815 3668867 51 


3670322 3670374 51 


3671829 3671881 51 


3673338 3673390 51 


3813002 3813054 51 
Proteobacteria; 


3817586 3817630 41 


ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteo 


4008731 4008783 51 


Gammaproteobacteria; 


103 


1 sequence 
terobacteriales; Enterobac 


103 


1 sequence 
terobacteriales; Enterobac 


103 


partial sequence 
Gammaproteobacteria; 


103 


103 


Enterobacteriales; 


gi|219846458 
3668184 36696 


gi|219846457 
3669690 36711 


219846456 
36711 


gi 


Enterobacteriales; 


gi|219846455 


bosomal RNA, partial seque 


Ent 


219846454 
3674212 36756 


terobacteriales; Enterobac 


gi|219846354 


ribosomal RNA, partial seq 


Gammaproteobacteria; 


85 


bacteria; 


103 


strain 848 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


219846351 
38169 


gi 


Campylobacterale 


gi| 219846217 


Enterobacteriac 
ref|NR_026049.1 


teriaceae; Erwin 
ref |NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 


ref|NR_026045.1 
teriaceae; Panto 
ref|NR_025945.1 
uence 381232 
Aeromonadales; A 


ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 


eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 

Aeromonas 

7 3813828 Aeromonas 
eromonadaceae; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 


ref |NR_025807.1 


Aeromonas molluscorum 


4008054 4009559 Aeromonas molluscorum Bacteria; 


46876 Bacteria_16S 4019286 4019337 52 103 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

46876 Bacteria_16S 4076737 4076789 51 103 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

46876 Bacteria_16S 4117509 4117589 23 103 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

46876 Bacteria_16S 4183612 4183672 43 103 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
46876 Bacteria_16S 4235101 4235153 51 103 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

46876 Bacteria_16S 4242557 4242637 23 103 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

46876 Bacteria_16S 4245607 4245659 51 103 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

46876 Bacteria_16S W172 17223 52 103 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

46876 Bacteria_16S 29455 29506 52 103 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

46876 Bacteria_16S 55229 55280 52 103 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

46876 Bacteria_16S 70305 70356 52 103 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

46876 Bacteria_16S 92728 92779 52 103 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

46876 Bacteria_16S 94355 94406 52 103 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

46876 Bacteria_16S 102098 102149 52 103 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

46876 Bacteria_16S 153831 153882 52 103 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

46876 Bacteria_16S 164576 164627 52 103 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

46876 Bacteria_16S 193539 193590 51 102 gi|265678934|ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 
Methylobacter. 


Methylococcaceae; 
46876 Bacteria_16S 
capsulatus strain 


Bacteria; Proteob 
46876 
kaustophilus stra 
kaustophilus Bact 


Bacteria_16S 


Methylococcales; 


46876 Bacteria_16S 
strain LC 1 16S r 


ibosomal RNA, partial sequence 


243690 24511 


195041 195103 41 103 gi| 265678933 |ref|NR_029241.1| Methylococcus 
Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 
219864 219915 52 103 gi|265678916|ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
244388 244439 52 103 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

46876 Bacteria_16S 303193 303244 52 103 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

46876 Bacteria_16S 321375 321426 52 103 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 340117 340168 52 103 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 


strain S-182 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacil 


lales; Lactobacillaceae 


’ 


339450 340885 Pediococcus parvulus Bacteria; 
Pediococcus. 


46876 
strain 124-2 16S 
Firmicutes; Lacto 
46876 
borstelensis stra 
borstelensis Bact 
46876 
fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 
46876 
strain RV-12x 16S 
Firmicutes; Clost 
46876 
strain S-5623 16S 
Firmicutes; Lacto 
46876 
parakefiri strain 
parakefiri Bacter 


Bacteria_16S 


Bacteria_16S 


in Logan B4029 16S ribosomal RNA, part 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


344585 344636 52 103 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
347614 347665 52 103 gi 


gi 


Firmicutes; 
366805 366856 52 


Bacillales; Paenibac 
103 gi 


eria; 


cteria; Proteobacteria; Gammaproteobac 


388078 388129 52 103 
ribosomal RNA, partial sequence 


gi 


343905 34542 


rain F23 16S ribosomal RNA, partial se 


387448 38884 


46876 


Bacteria_16S 


coryniformis subs 


ridia; Clostridiales; Veillonellaceae; Veillonel 

472729 472780 52 103 gi| 265678736 

ribosomal RNA, partial sequence 472041 47353 
bacillales; Weissella. 

475806 475857 52 103 gi| 265678734 

GCL 1731 16S ribosomal RNA, partial sequence 

ia; Firmicutes; Lactobacillales; Lactobacillacea 

508114 508165 52 103 gi| 265678713 

p. torquens strain 30 16S ribosomal RNA, complet 


265678828 


illus. 

265678826 
ial sequen 
illaceae; 
265678810 
quence 

teria; Alt 


265678796 


ref |NR_029133.1 
3 Lactobacillus 


ref|NR_029131.1 
ce 346943 348361 
Brevibacillus. 
ref|NR_029115.1 
366150 367594 
eromonadales; Id 
ref|NR_029101.1 
la. 


ref|NR_029041.1 


ref|NR_029039.1 
475117 476512 
e; L 


actobacillus. 


pentosus Bacteria; 


Brevibacillus 
Brevibacillus 


Idiomarina 
Idiomarina 
iomarinaceae; 


Lactobacillus 
Lactobacillus 


Lactobacillus pentosus 


Veillonella ratti 
3  Veillonella ratti Bacteria; 


Weissella koreensis 
7 Weissella koreensis Bacteria; 


ref 


e se 


NR_029018.1 
quence 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 
46876 
marinisedimentoru 
marinisedimentoru 
46876 
contaminans strai 
contaminans Bacte 
46876 
strain IDA1967 16 
Firmicutes; Bacil 
46876 
strain V2-BIII-A2 
Firmicutes; Bacil 
46876 
strain WoG13 16S 

Firmicutes; Clost 
46876 
silvestris strain 
silvestris Bacter 
46876 
strain PIPN-2 16S 
Tenericutes; Moll 
46876 
naphthalenovorans 
naphthalenovorans 
46876 
strain MOL361 16S 
Firmicutes; Erysi 
46876 
strain AIP313.00 

Firmicutes; Clost 
46876 
strain U 16S ribo 
Bacillales; Bacil 
46876 
alkaliphilum stra 
Bacteria; Proteob 
46876 
gasicomitatum str 
gasicomitatum LMG 
46876 
caldoxylosilyticu 
caldoxylosilyticu 
46876 
strain BARC318 16 
Tenericutes; Moll 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


HR3-23 16S ribosomal RNA, partial seq 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Lactobacillus. 
515521 515572 51 102 gi 
m strain DSM 15388 16S ribosomal RNA, 


lales; Bacillaceae; Bacillus. 

665931 665982 51 102 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
730945 731024 23 


gi 
Syntrophomonadac 


102 gi 


Firmicutes; Bacillales; Planococca 
737049 737100 52 103 gi 
ribosomal RNA, partial sequence 


ia; 


acteria; Gammaproteobacteria; Oceanosp 
856646 856697 52 103 gi 
ain TB1-10 16S ribosomal RNA, partial 

18811 Bacteria; Firmicutes; Lactobaci 
957937 957988 52 103 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
982293 982344 52 103 gi 
S ribosomal RNA, 
icutes; Entomoplasmatales; 


46876 
strain 1480D 16S 
Firmicutes; Bacil 


Bacteria_16S 


1007025 1007076 52 103 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


m Bacteria; Proteobacteria; Gammaproteobacteria; 
526287 526338 52 103 gi| 265678701 
n R-16222 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxyb 
532343 532394 52 103 gi| 265678697 
S ribosomal RNA, partial sequence 531745 53318 
lales; Bacillaceae; Bacillus. 
585526 585577 52 103 gi| 265678662 
16S ribosomal RNA, partial sequence 58488 


665236 66673 


736380 73789 


icutes; Entomoplasmatales; Entomoplasmataceae; E 
797295 797346 52 103 gi| 265678514 
strain PR-Nl 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Paenibacillac 
798859 798910 52 103 gi| 265678513 
ribosomal RNA, partial sequence 798207 79971 
pelotrichi; Erysipelotrichales; Erysipelotrichac 
804997 805048 52 103 gi| 265678509 
16S ribosomal RNA, partial sequence 804384 80579 
ridia; Clostridiales; Veillonellaceae; Anaeroglo 
840129 840180 52 103 gi| 265678486 
somal RNA, partial sequence 839468 840930 Geoba 
laceae; Geobacillus. 
841615 841666 52 103 gi| 265678485 
in Z4 16S ribosomal RNA, partial sequence 84098 


complete sequence 981620 98314 
Entomoplasmataceae; 


265678708 
partial se 


265678605 


eae; Pelos 
265678561 
uence 

ceae; Soli 
265678556 


irillales; 
265678474 
sequence 

llales; Le 
265678406 
ial sequen 
cillaceae; 
265678389 


E 
265678373 


ref 


ref 


acil 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


bus. 
ref 
cill 


ref 


Mar 
ref 


ucon 
ref 


Geo 
ref 


ref 


quen 
Rei 


8 586308 Bacil 


730321 73182 
baci 


7 Entomoplasma 
ntomoplasma. 
e 796606 79815 


4 Turicibacter 


1 Anaeroglobus 


1 842417 Marin 


855982 85747 


ce 957258 95877 


1 Entomoplasma 
ntomoplasma. 


NR_029013.1 
ce 514864 
nekea. 

NR_029006.1 


525601 527141 


lus. 
NR_029002.1 


NR_028967.1 
1 


NR_028910.1 


NR_028865.1 
ig 
llus. 
NR_028860.1 


NR_028817.1 
6 

Paenibacill 
NR_028816.1 


Turicibacte 
NR_028812.1 


NR_028789.1 
us uzenensis 


NR_028788.1 
° 
inospirillu 
NR_028777.1 
5 
ostoc. 
NR_028708.1 
3 
bacillus. 
NR_028691.1 


NR_028675.1 


mM. 


Reinekea 
516365 Reinekea 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 
pora. 


Solibacillus 
Solibacillus 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Paenibacillus 
Paenibacillus 

us. 

Turicibacter sanguinis 


sanguinis Bacteria; 


ba 
Anaeroglobus geminatus 


geminatus Bacteria; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Marinospirillum 
spirillum alkaliphilum 


Leuconostoc 
Leuconostoc 


Geobacillus 
Geobacillus 


Entomoplasma freundtii 


freundtii Bacteria; 


Bacillus mucilaginosus 


1006359 1007763 Bacillus mucilaginosus Bacteria; 


46876 
pneumoniae strain 
pneumoniae Bacter 
46876 
strain NS51 16S r 
Firmicutes; Lacto 
46876 
insulare strain K 
Bacteria; Proteob 
46876 
strain NAFOO1 16S 
Firmicutes; Bacil 
46876 
Bacteria; Firmicu 
46876 
limnophilus strai 
limnophilus Bacte 
46876 
strain PYAN-1 16S 
Tenericutes; Moll 
46876 


Lactobacillales; 
46876 
strain 2DT 16S ri 
Firmicutes; Bacil 
46876 
str. Twist 16S ri 
Bacteria; Actinob 
46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
DSM 16795 16S ribosomal RNA, partial sequence 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1022223 1022274 52 103 
ATCC 33400 16S ribosomal RNA, 
ia; Firmicutes; Lactobacillales; 
1023794 1023845 52 103 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1051283 1051334 52 103 gi 
16S ribosomal RNA, partial sequence 


gi 


gi 


1081142 1081193 52 103 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1176568 1176619 52 103 


gi 


gi 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1316867 1316914 42 89 
bosomal RNA, partial sequence 


gi 


1327680 1327731 52 103 gi 


complet 
Strep 


acteria; Gammaproteobacteria; Oceanosp 
Bacteria_16S 


1 


tes; Clostridia; Clostridiales; Clostridiaceae; 
1255008 1255059 52 103 gi| 219857194 

n DSM 6472 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Paenibacillaceae; B 
1281914 1281965 52 103 gi| 219846087 
ribosomal RNA, partial sequence 1281261 12827 
icutes; Entomoplasmatales; Entomoplasmataceae; E 
1288148 1288199 52 103 gi| 219846052 
1287447 1289004 Weiss 

Weissella. 

1297057 1297108 52 103 gi| 219857534 


1296399 12978 


265678363 
e sequence 
tococcacea 
265678362 
1023111 10246 
Streptococcus. 
265678343 


irillales; 
265678322 
1080469 10819 


228718376 
1175949 11773 


228715851 
1316224 13177 
acteria; Actinobacteridae; Actinomycetales; 
219846129 


0506 


Micr 


subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequ 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lact 
46876 Bacteria_16S 1382238 1382289 52 103 gi|228717104 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 13830 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
46876 Bacteria_16S 1409182 1409229 52 99 gi|224581401 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 14099 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
46876 Bacteria_16S 1410679 1410730 52 103 gi| 224581432 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptoco 
46876 Bacteria_16S 1419781 1419832 52 103 gi|224581445 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 1464062 1464105 52 95 gi|224581410 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 14648 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 
46876 Bacteria_16S 1509365 1509416 52 103 gi| 219846290 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; 
46876 Bacteria_16S 1547321 1547372 52 103 gi| 219857260 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 15481 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
46876 Bacteria_16S 1554784 1554835 52 103 gi| 219857209 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 15541 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
46876 Bacteria_16S 1586394 1586445 52 103 gi| 219878487 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 15872 
Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 1630550 1630601 52 103 gi| 219878456 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 1632090 1632141 52 103 gi| 219878455 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 16314 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


46876 


Bacteria_16S 


1636674 1636725 52 


103 


gi 


219878452 


R-16300 16S ribos 
Bacillales; Bacil 
46876 


Bacteria_16S 


omal RNA, partial sequence 


laceae; Bacillus. 


1638165 1638216 52 


R-15447 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


laceae; Bacillus. 


1636012 1637452 B 


103 gi 


219878451 
1637503 1638932 Bacillus vireti Bacteria; 


acil 


ref|NR_028665.1] Streptococcus 
1021546 1023060 Streptococcus 
e; Streptococcus. 
ref |NR_028664.1 
30 Streptococcus 


Streptococcus mitis 
mitis Bacteria; 


ref|NR_028645.1| Marinospirillum 
31 1052062 Marinospirillum insulare 
Marinospirillum. 
ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


ref|NR_027573.1| Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 
Clostridium. 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 
ref|NR_025642.1| Weissella soli strain 
ella soli Bacteria; Firmicutes; 


Brevibacillus 
5 Brevibacillus 


Entomoplasma somnilux 
somnilux Bacteria; 


ref|NR_025122.1| Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 
ref|NR_027540.1| Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 
ococcineae; Tropheryma. 
ref|NR_025719.1| Lactobacillus sakei 
ence 1326995 1328388 Lactobacillus 
obacillaceae; Lactobacillus. 
ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 08145 Bacteria; 
eae; Idiomarina. 
ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 
m. 
ref|NR_027214.1] Streptococcus 
1410019 1411486 Streptococcus 
ccaceae; Streptococcus. 
ref|NR_027227.1| Bacillus infernus 
13 Bacillus infernus Bacteria; 


ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 
ref |NR_025880.1| Lactobacillus 
sequence 1508684 1510205 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
ref|NR_024891.1| Idiomarina abyssalis 
29 Idiomarina abyssalis Bacteria; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 


eae; Idiomarina. 
ref |NR_024837.1| Anoxybacillus 
24 1555535 Anoxybacillus ayderensis 


humi strain 
Firmicutes; 


Bacillus 
Bacteria; 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


ref|NR_025594.1| Erysipelothrix 

20 1632923 Erysipelothrix inopinata 
elotrichaceae; Erysipelothrix. 
ref|NR_025591.1| Bacillus soli strain 
lus soli Bacteria; Firmicutes; 


Bacillus vireti strain 
Firmicutes; 


ref|NR_025590.1 


46876 


galactosidilyticu 
galactosidilyticu 


46876 


strain R-10289 16 


46876 


strain 4-1 16S ri 
Firmicutes; 


46876 


strain JK 615 16S 
Firmicutes; 


46876 


strain DSM 1672 1 
Firmicutes; 


46876 


paraplantarum str 
paraplantarum Bac 


46876 


sulfidifaciens st 
sulfidifaciens Ba 


46876 


strain 3S-1 16S r 
Firmicutes; 


46876 


strain DSM 11713 
Firmicutes; 


46876 


psychrotolerans s 
psychrotolerans B 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


s Bacteria; 


Bacillales; 


Clostridia; 


1651850 1651901 52 
Firmicutes; 
1654898 1654981 19 
1685408 1685459 52 

Bacillaceae; 
1732761 1732812 52 


1748028 1748079 52 


1840754 1840805 52 


103 
s strain LMG 17892 16S ribosomal RNA, 
Bacillales; 
102 

S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
103 
bosomal RNA, partial sequence 

Bacillus. 

103 
ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
103 
6S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Clostridiales; Veillonellaceae; 
103 
ain DSM 10667 16S ribosomal RNA, partial 


gi| 219878441 


gi|219878438 


gi|219878418 


partial sequence 
Bacillaceae; 


ref|NR_025580.1| Bacillus 
1651192 1652677 Bacillus 
Bacillus. 


ref|NR_025577.1| Thermomonas fusca 


1654275 1655771 Thermomonas fusca Bacteria; 


Thermomonas. 


ref|NR_025557.1| Bacillus aeolius 


1684753 1686155 Bacillus aeolius Bacteria; 


gi| 219878386 


gi| 219878375 


gi|219878308 


1732113 1733587 Butyrivibrio 


Megamonas. 


ref Butyrivibrio hungatei 


hungatei Bacteria; 


NR_025525.1 


ref|NR_025514.1| Megamonas hypermegale 


ref|NR_025447.1| Lactobacillus 


sequence 1840072 1841573 Lactobacillus 


teria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

Bacteria_16S 1854379 1854430 52 103 gi|219878298|ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

Bacteria_16S 1871118 1871169 52 103 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
ibosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 

Bacillales; Bacillaceae; Geobacillus. 
Bacteria_16S 1891176 1891227 52 103 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


acteria; 


Bacillaceae; 
1892697 1892748 52 


Firmicutes; 
1911989 1912040 52 


103 


103 


gi|219878269 


train DSM 11706 16S ribosomal RNA, partial sequence 
Bacillales; 


Bacillaceae; 
gi|219878255 


Bacillus. 


strain DSM 12654 
Firmicutes; Baci 
46876 
strain DSM 20285 
Firmicutes; Lact 
46876 
strain LMG 17489 
Firmicutes; Baci 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 


llales; Bacillaceae; Bacillus. 


16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus 


46876 


xylanilyticus str 
xylanilyticus Bac 


46876 


micronuciformis s 
micronuciformis B 


46876 


strain IH003 16S 
Firmicutes; 


46876 


pantheris strain 
pantheris Bacteria; 


46876 


strain SK-1 16S r 
Firmicutes; 


46876 


strain A45 16S ri 


46876 


strain L2-TR 16S 


46876 


subterraneus stra 
Bacteria; 


46876 


strain YKJ-10 16S 
Firmicutes; 


46876 


aquimarina strain 
Bacteria; 


46876 


strain ATCC 17747 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


acteria; 


Bacillales; 


Bacillales; 


Bacillales; 


Bacillales; 


2070823 2070874 52 


ain XE 16S ribosomal RNA, 
teria; 


Firmicutes; 
2140720 2140771 52 


Firmicutes; 
2177109 2177160 52 


Leuconostoc. 
2196781 2196832 52 


LMG 21017 16S ribosomal RNA, 
Firmicutes; 


2266812 2266863 52 

Bacillaceae; 
2283647 2283698 51 
2298620 2298671 52 
2312265 2312316 52 
2381859 2381910 52 

Bacillaceae; 


2398532 2398583 52 


2403087 2403138 52 


103 


103 


103 


ribosomal RNA, partial sequence 
Lactobacillales; 


103 


103 


ibosomal RNA, partial sequence 
Geobacillus. 


102 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


103 


in 34 16S ribosomal RNA, partial sequence 
Bacillaceae; 


103 


ribosomal RNA, partial sequence 
Bacillus. 


103 


SW28 16S ribosomal RNA, partial sequence 
Planococcaceae; 


103 


complete 
Lactobacillales; 


gi|219878143 


complete sequence 
Bacillales; 


Paenibacillaceae; 
gi|219857641 


train AIP 412.00 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
gi|219857615 


219857601 
sequence 


gi 


Lactobacillaceae; 


gi|219857555 


16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 
Bacillus. 


ref|NR_025408.1]| Bacillus 


1892040 1893527 Bacillus 


Ureibacillus terrenus 
terrenus Bacteria; 


ref |NR_025394.1 


llales; Planococcaceae; Ureibacillus. 
1918186 1918237 52 103 gi| 219878249 |ref|NR_025388.1| Pediococcus inopinatus 
16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
obacillales; Lactobacillaceae; Pediococcus. 
1945672 1945723 52 103 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 


ref|NR_025282.1| Thermobacillus 
2070125 2071678 Thermobacillus 
Thermobacillus. 
ref|NR_025230.1| Megasphaera 
2140092 2141502 Megasphaera 
Veillonellaceae; Megasphaera. 
ref|NR_025204.1| Leuconostoc inhae 


2176454 2177927 Leuconostoc inhae Bacteria; 


ref|NR_025189.1| Lactobacillus 
2196082 2197640 Lactobacillus 
Lactobacillus. 
NR_025143.1 


ref Geobacillus toebii 


2266147 2267657 Geobacillus toebii Bacteria; 


gi|219857544 


2282981 2284479 Methylobacter 


gi|219857531 


ref Methylobacter marinus 
marinus Bacteria; 
Methylobacter. 


NR_025119.1| Idiomarina loihiensis 


NR_025132.1 


ref 


2297982 2299396 Idiomarina loihiensis Bacteria; 


gi|219857521 


Geobacillus. 


gi|219857472 
2381197 23827 


219857461 
23978 
Sporosarcina. 
gi| 219857458 
24024 


gi 


Idiomarina. 
NR_025109.1 


ref Geobacillus 


2311580 2313074 Geobacillus subterraneus 


ref|NR_025060.1| Bacillus jeotgali 
01 Bacillus jeotgali Bacteria; 


ref|NR_025049.1| Sporosarcina 
69 2399376 Sporosarcina aquimarina 


ref|NR_025046.1| Veillonella criceti 
23 2403914 Veillonella criceti Bacteria; 


Clostridiales; Veillonellaceae; Veillonella. 


46876 
strain DSM5578 16 
Firmicutes; Lacto 


46876 Bacteria_16S 2420134 2420185 52 103 gi| 219857446 |ref|NR_025034.1 
strain IH25 16S ribosomal RNA, partial sequence 2419471 24209 

Firmicutes; Lactobacillales; Leuconostoc. 

46876 Bacteria_16S 2432057 2432108 52 103 gi|219857436|ref|NR_025024.1 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

46876 Bacteria_16S 2504586 2504637 52 103 gi| 219857379 |ref|NR_024967.1 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporob 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 
46876 Bacteria_16S 2607968 2608019 52 103 gi|219857263|ref|NR_024894.1 


naphthovorans str 
naphthovorans Bac 
46876 
selangorensis str 
selangorensis Bac 
46876 
manihotivorans st 
manihotivorans Ba 
46876 
psychrotolerans s 
psychrotolerans B 
46876 
voinovskiensis st 
voinovskiensis Ba 
46876 
strain IFO15566 1 
Firmicutes; Bacil 
46876 
IFO15715 16S ribo 
Bacillales; Bacil 
46876 
strain GTC848 16S 
Firmicutes; Lacto 
46876 
minutulum strain 
minutulum Bacteri 
46876 
japonicum strain 
japonicum Bacteri 
46876 
multiglobuliferum 
multiglobuliferum 
46876 
collinoides strai 
collinoides Bacte 
46876 
flavithermus stra 
flavithermus Bact 
46876 
strain DSM 3670 1 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
46876 Bacteria_16S 3002102 3002153 52 103 gi|219846922|ref|NR_026514.1 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevib 


Bacteria; Firmicu 
46876 
strain 1144-97 16 
Firmicutes; Lacto 
46876 
strain M663-98-1 

Firmicutes; Bacil 
46876 
617-93 16S riboso 
Bacillales; Bacil 
46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ATCC 19191 16S ribosomal RNA, partial 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 
Bacteria_16S 


tes; 
Bacteria_16S 


bacillales; Aerococcaceae; 


Bacteria_16S 


Bacteria_16S 
mal RNA, partial sequence 


2418579 2418630 52 103 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 


gi 


ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2617306 2617357 52 103 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2673306 2673357 52 103 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2680918 2680968 52 102 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2697161 2697212 52 103 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2872732 2872783 52 103 gi 


er 


al 
ct 


e 
ac 


1 
Ca 


ac 


lales; Bacillaceae; Bacillus. 
2879043 2879094 52 103 gi 
laceae; Bacillus. 

2924774 2924825 52 103 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2927670 2927721 52 103 gi 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2932160 2932211 52 103 gi 


gi 
oc 


se 


’ 


se 


a; Proteobacteria; Gammaproteobacteria; 


2935182 2935233 52 103 gi 
strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
2945822 2945873 52 103 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
2998962 2999013 52 103 gi 
in DSM 2641 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacillac 
3000536 3000587 52 103 gi 


ar 
ba 


eq 
ob 


s 
ea 


Bacillales; Paenibacillaceae; vi 
3041452 3041503 52 103 


S ribosomal RNA, partial sequence 


Bre 
gi 


Facklamia. 
3067241 3067292 52 103 gi 
lales; Bacillales Family XI. 
3140716 3140767 52 


Incertae Se 


103 gi 


lales Family XI. Incertae Sedis; Gemella 


ia 


eq 


219857447 
2417916 24194 


ia; 


tobac 


219857202 
sequence 
rnobacte 
219857190 
uence 


eae; 


219856876 
6S ribosomal RNA, partial sequence 2872057 28735 


219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


219856840 
2924131 29254 


cus. 


219856838 


quenc 
Ocean 


219856835 


quenc 
Ocean 


219856833 


tial 
cteri 


219856826 


uence 
acill 


219846924 


equen 
e; An 


219846923 
6S ribosomal RNA, partial sequence 2999867 30013 


bacil 


219846895 
3040796 30422 


219846877 
16S ribosomal RNA, partial sequence 3066573 30679 


dis; 


219846828 
3140051 3141558 Gemel 


219846827 


1 sequen 
Ocea 
219857254 
sequenc 
obacilla 
219857207 
sequence 


ref|NR_025035.1 


ce 2607312 26087 
nospirillales; 
ref |NR_024885.1 
e 2616635 261812 
ceae; Paralacto 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobac 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkali 
ref|NR_024818.1 

2696496 269800 
xybacillus. 
ref |NR_024695.1 


7 


ill 


Ano 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024659.1 
69 Streptococcus 


ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref|NR_024654.1 

2931509 293296 
irillales; Pseud 
ref |NR_024652.1 
uence 293453 
Oceanospirillale 
ref|NR_024645.1 

2945130 294667 
ae; Lactobacillu 
ref|NR_026516.1 

2998293 299981 
bacillus. 
ref|NR_026515.1 


e 
osp 


e 
osp 


seq 
a; 


ace 


ce 
Oxy 


lus 


ref |NR_026487.1 


ref|NR_026469.1 


Gemella. 
ref|NR_026420.1 


la bergeri Bacte 


ref 


N 


b 


i 


b 


Paenibacillus 
acillus chinjuensis 


Sporobacterium 
acterium olearium 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Paralactobacillus 
9 Paralactobacillus 
acillus. 
Lactobacillus 
4 Lactobacillus 
llus. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Anoxybacillus 
1 Anoxybacillus 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


ria; Firmicutes; 


peroris Bacteria; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Pseudospirillum 
7 Pseudospirillum 
ospirillum. 

Oceanospirillum 


s; Oceanospirillum. 
Lactobacillus 

8 Lactobacillus 

Ss. 

Anoxybacillus 

6 Anoxybacillus 


Brevibacillus 
acillus thermoruber 


Facklamia languida 


68 Facklamia languida Bacteria; 


ria; Firmicutes; 


Leuconostoc gelidum 
20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


Bacillus flexus strain 


Streptococcus peroris 


1 2935988 Oceanospirillum 


Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


Gemella palaticanis 
47 Gemella palaticanis Bacteria; 


Gemella bergeri strain 


strain 2045-94 16 
Firmicutes; 


46876 


Bacteria_16S 3142275 3142326 52 103 


Bacil 
Bacteria_16S 


3165116 3165167 52 


S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 


103 


strain YH-15 16S ribosomal RNA, partial sequence 


Firmicutes; 


Lactobacillales; 


Lactobacillaceae; 


Incertae 


gi 
3141609 31431 
Sedis; 
219846812 


gi 


ref 


NR_026419.1 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella 


NR_026404.1 


Lactobacillus kunkeei 


3164429 3165945 Lactobacillus kunkeei Bacteria; 


Lactobacillus. 


46876 Bacteria_16S 3277194 3277245 52 103 gi|219846736|ref|NR_026328.1 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 327802 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Aceto 
46876 Bacteria_16S 3525559 3525610 52 103 gi| 219846559 |ref|NR_026151.1 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 35264 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 3687005 3687056 52 103 gi| 219846446 |ref|NR_026037.1 


strain GIH 16S ri 
Tenericutes; Moll 
46876 
strain VIS 16S ri 
Tenericutes; Moll 
46876 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688522 3688573 52 103 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3693066 3693117 51 102 gi 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 
46876 
sporothermodurans 
sporothermodurans 
46876 
putrefaciens stra 
putrefaciens Bact 
46876 
strain 7 16S ribo 
Clostridia; Clost 
46876 
strain 2917B 16S 
Firmicutes; Bacil 
46876 
strain ATCC 10379 
Bacteria; 
46876 
amylolyticus stra 
amylolyticus Bact 
46876 
laevolacticus str 
laevolacticus Bac 
46876 
strain CL-SP19 16 
Proteobacteria; G 
46876 


Bacteria_16S 


strain M215 16S ribosomal RNA, partia 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; Gammaproteobacteria; Methyloc 
3723151 3723202 52 103 gi 


Bac 
gi 


Bacteria; Firmicutes; 
3775103 3775154 52 


Bacillales; 
103 


eria; Tenericutes; Mollicutes; Mycopla 
3834248 3834299 52 103 gi 


ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3873706 3873757 52 103 gi 
16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillales Family XI. 


3904519 3904569 52 102 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
3958423 3958474 52 103 gi 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
3983389 3983440 52 103 gi 
S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
3993774 3993825 52 103 


I 


oc 


1 
il 


nce 


Sedis; 


I 


ti 
il 


quence 


ct 


di 


3686364 36878 


219846445 
3687881 36893 


219846442 

36924 
cales; 
219846419 
sequence 
laceae; 
219846380 
in KS-1 16S ribosomal RNA, partial seque 
smataceae; 
219846339 


somal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
ridiales; Ruminococcaceae; Ruminococcus. 
3872119 3872170 52 103 gi|219846314|ref|NR_025904.1 


3871442 38729 


obacilla 
219846236 
3982735 39841 
omarinac 
219846229 


ref|NR_026036.1 


ref|NR_026033.1 
15 3693865 Methyl 
Methylococcaceae; 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025929.1 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref |NR_025882.1 
nce 390383 
Paenibacillus. 
ref |NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref |NR_025826.1 
eae; Idiomarina 
ref 


Bacteria_16S 


gi 


NR_025819.1 


strain GS5-97 16S 
Firmicutes; Bacil 
46876 
strain R22 16S ri 
Proteobacteria; G 
46876 
strain R-6540 16S 
Firmicutes; Bacil 
46876 
strain YJS 16S ri 
Tenericutes; Moll 
46876 
velocicrescens st 
velocicrescens Ba 
46876 
strain Tab-4c 16S 
Tenericutes; Moll 
46876 
strain HYOS-1 16S 
Tenericutes; Moll 
46876 
strain TN-1 16S 
Tenericutes; Moll 
46876 
strain TABS-2 16S 
Tenericutes; Moll 
46876 
strain 23-6 16S r 
Tenericutes; Moll 
46876 
strain AES-1 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 


3993148 39945 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Clostridium colinum 


07 Clostridium colinum Bacteria; 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Bacillus 
9 Bacillus 


Mycoplasma 
7 Mycoplasma 


Ruminococcus albus 
Bacteria; Firmicutes; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella 
219846313 
38730 
ncertae 

219846292 
al seque 
laceae; 

219846253 


Gemella haemolysans 
a haemolysans ATCC 10379 


Paenibacillus 
4 3905341 Paenibacillus 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


lales; Bacillaceae; Geobacillus. 

4010266 4010317 52 103 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
bosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

4042102 4042153 52 103 gi|219846195|ref|NR_025785.1| Bacillus farraginis 

ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
lales; Bacillaceae; Bacillus. 

4119059 4119110 52 103 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
bosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4135843 4135894 52 103 gi|219846123|ref|NR_025713.1| Spiroplasma 
rain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
cteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4137408 4137459 52 103 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 

ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4142105 4142156 52 103 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 

ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4143670 4143721 52 103 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4149933 4149984 52 103 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4151488 4151539 52 103 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
ibosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4154482 4154533 52 103 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


46876 Bacteria_16S 4159179 4159230 52 103 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

46876 Bacteria_16S 4185111 4185162 52 103 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

46876 Bacteria_16S 4198713 4198764 52 103 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

46876 Bacteria_16S 4212328 4212379 52 103 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

46876 Bacteria_16S 4220012 4220063 52 103 gi|219846061|ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 48998 49048 39 89 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856  Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 

46876 Bacteria_16S 109592 109630 39 77 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 


G33 16S ribosomal 


Actinobacteridae; 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


108968 110448 Kocur 
ococcaceae; Kocuria. 


ia varians Bacteria; Actinobacteria; 


46876 Bacteria_16S 117407 117457 39 89 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

46876 Bacteria_16S 152286 152336 52 102 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 182760 182810 52 102 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 213698 213748 52 102 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

46876 Bacteria_16S 349020 349086 23 89 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


46876 Bacteria_ 


XILO1 16S ribosomal RNA, 


Actinobacteridae; 
46876 


massiliensis stra 
massiliensis Bacteria; 
Bacteria_16S 


46876 


subsp. nitratus s 


cerinus subsp. ni 
Microbacteriaceae; 


16S 377340 377390 39 


complete sequence 


89 gi 


ococcineae; 
265678803 
376697 378215 Agromyces 


Microbacteriaceae; Agromyces. 
NR_029108.1| Agromyces ulmi strain 
ulmi Bacteria; Actinobacteria; 


ref 


Bacteria_16S 


Firmicutes; 
train IMET 11532, 


Agromyces. 


401865 401931 23 


Actinomycetales; Micrococcineae; Microbacteriac 
392739 392789 52 
in 2301065 16S ribosomal RNA, partial 


tratus Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


1 


eae; Agromyces. 
102 gi|265678793|ref|NR_029098.1| Paenibacillus 
sequence 392074 393575 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 
89 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
16S ribosomal RNA, partial sequence 401266 402730 Agromyces 


es; Micrococcineae; 


46876 Bacteria_16S 431273 431335 41 103 gi| 265678767 |ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

46876 Bacteria_16S 446732 446794 41 103 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 
46876 Bacteria_16S 448264 448326 41 103 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 


46876 
strain AU476 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 
strain Sd/3 16S r 


46876 
Firmicutes; Bacil 
46876 
caspium strain M/ 
caspium Bacteria; 


Corynebacteriaceae; Corynebacterium. 


46876 
strain Wt/la 16S 


Deinococcus-Thermus; 
Bacteria_16S 


46876 
strain 173-96 16S 


Bacteria_16S 


Bacteria_16S 


465021 465083 41 103 
ribosomal RNA, partial sequence 


gi 


501979 502029 52 102 
ibosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 


Deinococci; Deinococcales; Deinoco 


Acetobacte 
265678741 
464412 46582 
Rhodospiri 
265678717 
501307 50281 


528726 53019 


ccaceae; 


559894 559956 41 103 
ribosomal RNA, partial sequence 


gi 


265678679 
559287 560771 Roseomonas rosea Bacteria; 


raceae; Roseomonas. 

ref|NR_029046.1| Inquilinus limosus 
9 Inquilinus limosus Bacteria; 
llaceae; Inquilinus. 
ref|NR_029022.1| Bacillus indicus 

1 Bacillus indicus Bacteria; 


lales; Bacillaceae; Bacillus. 

509568 509618 39 89 gi|265678712|ref|NR_029017.1| Corynebacterium 
106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

529359 529409 39 89 gi|265678699|ref|NR_029004.1| Deinococcus indicus 


2 Deinococcus indicus Bacteria; 
einococcus. 
ref |NR_028984.1 


D 


Roseomonas rosea 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 


46876 Bacteria_16S 


561431 561493 41 


103 


gi 


ludipueritiae strain 170-96 16S ribosomal RNA, partial 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseomonas. 
46876 Bacteria_16S 
strain R9242 16S 


46876 Bacteria_16S 


569007 569077 19 


606598 606648 52 


89 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


102 


gi 


gi 


picturae strain R-5321 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
46876 Bacteria_16S 
appendicis strain 


Bacillales; 


608092 608142 39 


Bacillaceae; 


89 


Oceanoba 


gi 


IMMIB R-3491 16S ribosomal RNA, parti 


appendicis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


46876 Bacteria_16S 


psychrophilum strain CMS 530r 16S ribosomal RNA, partia 
psychrophilum Bacteria; 


46876 Bacteria_16S 
strain CE2105 16S 


609668 609718 52 


Firmicutes; 
629484 629546 41 


Bacillales; 


Actinomycetales; Corynebac 

102 gi| 265678645 |ref|NR_028950.1 

1 sequence 609006 610485 
Planococcaceae; Planomicrobium. 

103 gi|265678631|ref|NR_028936.1 


ribosomal RNA, partial sequence 


628893 63029 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


46876 Bacteria_16S 


650927 650977 52 


102 


gi 


urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial 


urinaehominis Bacteria; 


46876 Bacteria_16S 


Firmicutes; 
652320 652370 52 


102 


strain CK55 16S ribosomal RNA, partial sequence 


Firmicutes; 


46876 Bacteria_16S 


Clostridia; 


Clostridiales; 
667395 667457 41 


103 


gi 


Clostridiaceae; 


gi 


Lactobacillales; Aerococcaceae; 
265678615 
651676 65311 
Clostridium. 
265678604 


entanii strain LTH4560 16S ribosomal RNA, partial sequence 


Bacteria; 
46876 Bacteria_16S 
strain RSA19 16S 
Firmicutes; Bacil 
46876 Bacteria_16S 


702157 702207 52 


Paenibacillaceae; 
718720 718770 52 


marismortui strain 123 16S ribosomal RNA, 


Bacteria; 
46876 Bacteria_16S 
strain MDA5527 16 


741654 741716 41 


102 


ribosomal RNA, partial sequence 
lales; 


102 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

265678581 
701473 70290 
Paenibacillus. 
265678569 


complete sequence 


103 


S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


46876 Bacteria_16S 


743149 743211 41 


103 


strain 3-p 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


46876 Bacteria_16S 


755887 755953 23 


89 


VKM Ac-1800 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 


46876 Bacteria_16S 


761943 761993 52 


102 


gi 


gi 


gi 


Firmicutes; Bacillales; Bacillaceae; Virgibacillus 
265678553 
741046 74252 
Acetobacteraceae; 
265678551 
742578 74395 


nematophilus strain NEMla 16S ribosomal RNA, partial sequenc 


nematophilus Bacteria; 
46876 Bacteria_16S 

montpellierensis 
montpellierensis 


46876 Bacteria_16S 


Bacteria; 


Firmicutes; 
766609 766659 52 


Firmicutes; 
795714 795740 51 


Bacillales; 


102 


Clostridia; 


77 


gi 


gi 


Paenibacillac 


ferriphilum strain P3a 16S ribosomal RNA, partial sequence 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptos 


46876 Bacteria_16S 


855060 855122 41 


103 


gi 


265678678 
sequence 


265678673 
568394 56988 
nomycineae; 
265678647 


cillus. 
265678646 
al sequence 607486 60895 


Rhodospirillaceae; 
265678617 


265678538 


265678535 
strain ADV 281.99 16S ribosomal RNA, partial sequence 
Clostridiales; 
265678515 


265678475 


ref |NR_028983.1 
560822 562307 
Rhodospirillales; Ac 


ref |NR_028978.1 
1 Actinobaculum 


ref |NR_028952.1 
605920 607435 Oceano 
ref|NR_028951.1 


5 


Roseosp 
NR_028922.1 

650305 
Aerococcus. 
NR_028920.1 


ref 
sequence 


ref 


ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref|NR_028886.1 
9 Paenibacillus 


66678 


ref |NR_028873.1 


718019 719581 Virgib 


ref |NR_028857.1 
Roseomon 
ref |NR_028855.1 
Rhodoci 
ref |NR_028846.1 
ineae; Microbacteriac 
ref |NR_028842.1 

761257 762788 
Paenibacillus. 
ref |NR_028839.1 
765978 
Veillonellaceae 
ref |NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_028778.1 


e 
eae; 


79504 
piril 


Actinomycetaceae; 


microaerophilum s 


microaerophilum Bacteria; Actinobacteria; Actinobacteri 


Propionibacteriac 
46876 
strain W1219 16S 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
Bacteria_16S 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacte 
Gluconacetobacter. 
Bacteria_16S 
quisquiliarum strain BLx 16S ribosomal RNA, partial seq 


46876 


46876 


quisquiliarum Bac 
46876 
acidiphilus strai 


acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclob 
Bacteria_16S 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 


46876 


Bacteria_16S 


Bacteria_16S 


train M 5 16S ribosomal RNA, partial s 


eae; Propionibacterium. 
862831 862881 52 102 
ribosomal RNA, partial sequence 


gi 


871904 871966 41 103 


gi 


1046720 1046770 52 102 gi 


teria; Firmicutes; Bacillales; Bacilla 
1063366 1063416 52 102 gi 
n TA-67 16S ribosomal RNA, partial seq 


equence 
dae; 


265678470 
862181 86365 
elotrichaceae; 
265678464 


ria; 


265678347 
uence 
ceae; 
265678335 
uence 

acillaceae; 


1064914 1064964 52 102 gi 


265678334 


854408 855931 
Actinomycetales; Prop 
ref|NR_028773.1 
Bulleidia. 
ref |NR_028767.1 


sequence 871314 872760 
Rhodospirillales; Ace 


ref |NR_028649.1 

1046039 104752 
Cerasibacillus. 
ref |NR_028637.1 
1062699 106423 
Alicyclobacill 


Roseomonas 
Roseomonas 
etobacteraceae; 


Actinobaculum urinale 
urinale Bacteria; 
Actinobaculum. 
Oceanobacillus 
bacillus picturae 


Corynebacterium 
Corynebacterium 


terineae; 


Planomicrobium 
Planomicrobium 


Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Aerococcus 
651625 Aerococcus 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Gluconacetobacter 
acetobacter entanii 
; Gluconacetobacter. 
Paenibacillus graminis 
graminis Bacteria; 


Virgibacillus 
acillus marismortui 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 
Rhodospirillaceae; 
265678542 
755262 75674 


sta. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Paenibacillus 
Paenibacillus 


Veillonella 

767386 Veillonella 
; Veillonella. 

Leptospirillum 
pirillum ferriphilum 


Propionibacterium 
Propionibacterium 


ionibacterineae; 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Cerasibacillus 
2 Cerasibacillus 


Alicyclobacillus 
1 Alicyclobacillus 
us. 


ref|NR_028636.1 
1064282 106570 


Marinomonas 
0 Marinomonas 


primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 


46876 Bacteria_16S 
strain JCM 21370 


1070807 1070869 41 


103 gi 


16S ribosomal RNA, partial sequence 1070184 10716 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


46876 Bacteria_16S 1079628 1079690 41 
strain 21F-2 16S ribosomal RNA, partial 


sequence 


103 gi 


10 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


46876 Bacteria_16S 1093351 1093413 41 
indonesiensis strain 5H-1 16S ribosomal 
indonesiensis Bacteria; Proteobacteria; 
Acetobacter. 
46876 Bacteria_16S 
strain NBRC 13755 
Bacteria; 
46876 


1094798 1094860 41 


Bacteria_16S 1096238 1096300 41 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
46876 Bacteria_16S 


1155274 1155324 52 


iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 


Bacteria; 
46876 


Firmicutes; 
Bacteria_16S 


Bacillales; 
1203802 1203852 50 


intestinalis DSM 13280 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


13280 Bacteria; Actinobacteria; 
Collinsella. 


46876 Bacteria_16S 1205309 1205359 50 


DSM 13279 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


Bacteria; Actinobacteria; 
Collinsella. 


46876 Bacteria_16S 1244585 1244635 52 


metallireducens strain 853-15 16S ribosomal RNA, partial sequence 
Clostridiales; 


metallireducens Bacteria; Firmicutes; 


Bacillaceae; 


Clostridia; 


103 gi 


RNA, partial sequence 
Alphaproteobacteria; 


103 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


103 gi 


102 gi 


100 gi| 228715356 
12031 
Coriobacteriales 

100 gi| 228715355 


102 gi 


1204671 12061 
Coriobacteriales; 


46876 


radiopugnans ATCC 


46876 


urealyticum DSM 7 
DSM 7109 Bacteria; 
Corynebacteriacea 


Bacteria_16S 


Bacteria_16S 


1259499 1259549 39 


1291072 1291122 39 


46876 Bacteria_16S 1315330 1315380 52 
subsp. subtilis s 

subsp. subtilis Bacteria; Firmicutes; 
46876 Bacteria_16S 1345993 1346051 19 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


46876 


diazotrophicus st 


46876 


strain E58 16S ri 


46876 


denitrificans str 
denitrificans OS2 
Shewanella. 


46876 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


46876 


aurantiaca strain 
Bacteria; 


46876 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


46876 


ferrooxidans stra 
Bacteria; Nitrosp 


46876 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, 


17 Bacteria; 


1353543 1353605 41 


1367065 1367115 52 


1385289 1385341 51 
Proteobacteria; 
1389774 1389840 38 
Proteobacteria; 
1398706 1398768 41 


Gemmatimonadales; 
1406158 1406220 41 


1432183 1432209 51 


1449077 1449127 39 


Deinococci; 


Bacillales; 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


89 gi 


19172 16S ribosomal RNA, partial sequence 12588 
19172 Bacteria; Deinococcus-Thermus; 


89 gi 


109 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 
e; Corynebacterium. 


102 gi 


train DSM 10 16S ribosomal RNA, partial sequence 
Bacillaceae; 


tt gi 


M 4810 16S ribosomal RNA, partial sequence 13453 
tinobacteria; Actinobacteridae; Actinomycetales; 


103 gi 


rain PAl 5 16S ribosomal RNA, partial 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteri 
Gluconacetobacter. 


102 gi 


103 gi 


ain 0S217 16S ribosomal RNA, partial sequence 
Gammaproteobacteria 


104 gi 


ain HD 100 16S ribosomal RNA, partial 


00 Bacteria; Deltaproteobacteria 


103 gi 


T-27 16S ribosomal RNA, partial sequence 


Gemmatimonadetes; Gemmat imonadaceae; 


103 gi 


ain 4H-1 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


77 gi 


in L15 16S ribosomal RNA, partial sequence 14315 
irae; Nitrospirales; Nitrospiraceae; Leptospiril 


89 gi 


Deinococcales; D 


1366379 


265678330 


265678323 


79018 10804 


265678314 


265678313 
10942 


265678312 


Rhodos 


253680753 


Cori 


219857537 


219846811 


228720812 


12904 


228716557 


Ba 
228720938 


228720330 
sequence 


228718799 
13679 


228716834 


228716586 
sequence 


228715357 
13980 


219857143 


Rhod 


224581434 


Rhodospirillaceae; 


Acetobacteraceae; 


ref|NR_028632.1| Tistrella mobilis 
36 Tistrella mobilis Bacteria; 
Tistrella. 
ref|NR_028625.1| Acetobacter orientalis 
18 Acetobacter orientalis Bacteria; 
Acetobacter. 
ref|NR_028616.1] Acetobacter 

1092739 1094192 Acetobacter 


Rhodospirillales; Acetobacteraceae; 


ref|NR_028615.1] Acetobacter peroxydans 
43 1095577 Acetobacter peroxydans 
Acetobacteraceae; Acetobacter. 
ref|NR_028614.1] Acetobacter 

1095628 1097070 Acetobacter 
pirillales; Acetobacteraceae; 


ref|NR_028001.1| Oceanobacillus 
00 Oceanobacillus iheyensis HTE831 


ref|NR_027528.1| Collinsella 
62 1204620 Collinsella intestinalis DSM 
; Coriobacterineae; Coriobacteriaceae; 


ref|NR_027527.1| Collinsella stercoris 
28 Collinsella stercoris DSM 13279 
obacterineae; Coriobacteriaceae; 


ref|NR_025125.1| Desulfitobacterium 
1243915 1245428 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 


ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


ref|NR_027552.1 
1314657 131617 
cillus. 


Deinococcus 

occus radiopugnans ATCC 
einococcus. 
Corynebacterium 
bacterium urealyticum 
rineae; 


Bacillus subtilis 
3 Bacillus subtilis 


ref |NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 


ref|NR_027591.1 
1352934 135441 
a; Rhodospirilla 


ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027556.1 
1384632 138613 
; Alteromonadale 


NR_027553.1 
1389197 139049 
; Bdellovibriona 


ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_024771.1 

1405568 140698 


ref |NR_027216.1 


lum. 


224581421 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Gemmatimonas 
imonas aurantiaca T-27 


Acetobacter 
1 Acetobacter 


ospirillales; Acetobacteraceae; 


Leptospirillum 


17 1433000 Leptospirillum ferrooxidans 


ref |NR_027202.1 


Promicromonospora 


1448460 1449852 Promicromonospora aerolata 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

46876 Bacteria_16S 1500405 1500455 39 89 gi|219846622|ref|NR_026214.1| Corynebacterium 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 


46876 Bacteria_16S 1513813 1513863 52 102 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 1581720 1581782 41 103 gi|219878490|ref|NR_025629.1| Rhodovarius 


lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 
46876 Bacteria_16S 1583284 1583334 52 102 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 

Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
46876 Bacteria_16S 1584839 1584889 52 102 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 

Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 


46876 Bacteria_16S 1635212 1635262 52 102 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

46876 Bacteria_16S 1689957 1690007 52 102 gi|219878414|ref|NR_025553.1| Planococcus 


rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
46876 Bacteria_16S 1709936 1709986 39 89 gi|219878401|ref|NR_025540.1| Corynebacterium 

atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


46876 Bacteria_16S 1737317 1737367 52 102 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

46876 Bacteria_16S 1749509 1749571 41 103 gi|219878374|ref|NR_025513.1| Acetobacter malorum 


strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

46876 Bacteria_16S 1751001 1751063 41 103 gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae 
strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

46876 Bacteria_16S 1752566 1752616 52 102 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
46876 Bacteria_16S 1760203 1760261 19 77 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
46876 Bacteria_16S 1763246 1763304 19 Tt gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
46876 Bacteria_16S 1770698 1770748 39 89 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
46876 Bacteria_16S 1778220 1778270 52 102 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


46876 Bacteria_16S 1779769 1779819 52 102 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

46876 Bacteria_16S 1790249 1790299 52 102 gi|219878342|ref|NR_025481.1| Virgibacillus 


carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


46876 Bacteria_16S 1800885 1800935 52 102 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

46876 Bacteria_16S 1804020 1804070 52 102 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

46876 Bacteria_16S 1808645 1808695 52 102 gi|219878330|ref|NR_025469.1]| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

46876 Bacteria_16S 1834510 1834576 23 89 gi|219878312|ref|NR_025451.1| Gulosibacter 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 


molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; 


Gulosibacter. 


46876 Bacteria_16S 1842293 1842343 52 102 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 1851431 1851493 41 103 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 1852130 Roseospira navarrensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

46876 Bacteria_16S 1915033 1915083 52 102 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CMl 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

46876 Bacteria_16S 1927364 1927390 51 ve: gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

46876 Bacteria_16S 1940963 1941013 52 102 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 1942507 1942557 52 102 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

46876 Bacteria_16S 1953260 1953310 39 89 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

46876 Bacteria_16S 1969802 1969864 41 103 gi|219878215|ref|NR_025354.1| Azospirillum 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 

46876 Bacteria_16S 2032322 2032372 52 102 gi|219878174|ref|NR_025313.1] Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

46876 Bacteria_16S 2038470 2038520 52 102 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

46876 Bacteria_16S 2043113 2043195 20 102 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

46876 Bacteria_16S 2076874 2076936 41 103 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

46876 Bacteria_16S 2078434 2078496 41 103 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

46876 Bacteria_16S 2081545 2081607 41 103 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

46876 Bacteria_16S 2089163 2089189 51 77 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

46876 Bacteria_16S 2115005 2115055 52 102 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

46876 Bacteria_16S 2116549 2116599 52 102 gi| 219857657 |ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

46876 Bacteria_16S 2137722 2137772 52 102 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

46876 Bacteria_16S 2154233 2154295 41 103 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

46876 Bacteria_16S 2160257 2160319 41 103 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 
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ria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
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46876 Bacteria_16S 2722841 2722891 52 102 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

46876 Bacteria_16S 2748173 2748223 39 89 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al1-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

46876 Bacteria_16S 2761667 2761729 41 103 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

46876  Bacteria_16S 2769186 2769236 52 102 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 2778403 2778453 52 102 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

46876 Bacteria_16S 2789017 2789067 52 102 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

46876 Bacteria_16S 2809908 2809970 41 103 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

46876 Bacteria_16S 2824954 2825016 41 103 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

46876 Bacteria_16S 2838601 2838651 39 89 gi|219856898|ref|NR_024717.1| Agromyces bracchium 


strain IFO 16238 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
46876 Bacteria_16S 2840160 2840210 39 89 gi|219856897|ref|NR_024716.1 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 28410 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
46876 Bacteria_16S 2869575 2869625 52 102 gi|219856878|ref|NR_024697.1 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 286889 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacil 
46876 Bacteria_16S 2871155 2871205 52 102 gi| 219856877 |ref|NR_024696.1 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 28720 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 2875897 2875947 52 102 gi|219856874|ref|NR_024693.1 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 28767 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 2882162 2882212 52 102 gi|219856870|ref|NR_024689.1 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 28830 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

46876 Bacteria_16S 2900149 2900215 23 89 gi| 219856856 |ref|NR_024675.1 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 29010 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
46876 Bacteria_16S 2968431 2968493 41 103 gi| 219846945 |ref|NR_026537.1 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 296928 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
Propionibacteriaceae; Microlunatus. 

46876 Bacteria_16S 2982201 2982251 52 102 gi|219846935|ref|NR_026527.1 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 298305 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
46876 Bacteria_16S 3033804 3033854 52 102 gi|219846900|ref|NR_026492.1 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 303464 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
46876 Bacteria_16S 3036854 3036904 52 102 gi| 219846898 |ref|NR_026490.1 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 303768 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 
46876 Bacteria_16S 3045985 3046035 39 89 gi|219846891|ref|NR_026483.1 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 304685 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Intrasporangiaceae; Ornithinicoccus. 

46876 Bacteria_16S 3118289 3118351 41 103 gi| 219846843 |ref|NR_026435.1 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Glucon 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
46876 Bacteria_16S 3133202 3133240 39 77 gi| 219846833 |ref|NR_026425.1 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 31340 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae 
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6S ribosomal RNA, partial sequence 3541838 3543342 Bacillus 
Bacillaceae; Bacillus. 
3545613 3545663 52 102 gi| 219846546 |ref|NR_026138.1 


Clostridium. 
219846680 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 335564 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
219846678 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
219846677 
in CNRZ 925 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 


Actinomycetales; 


219846664 
542 Kytococcus sedentarius Bacteria; 


219846552 
088 Bacillus halmapalus Bacteria; 


DSM 6307 16S ribo 
Bacillales; Bacil 
46876 
hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 
46876 
liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


Bacteria_16S 


Bacteria_16S 


somal RNA, complete sequence 
laceae; Bacillus. 

3553263 3553325 41 103 gi 
CIB 8746 16S ribosomal RNA, partial sequ 
; Proteobacteria; Alphaproteobacteria; R 
3554794 3554856 41 103 gi 
in IFO 12388 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteri 


3544949 3546454 Bacillus 


219846541 


ence 


219846540 


sequenc 
a; 


hodospirillales; 


Rhodospirillales; 


46876 


Bacteria_16S 


strain 234/92 16S 
Actinobacteria; A 
46876 
strain DSM 3503 1 
Proteobacteria; A 
46876 
pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


3571488 3571538 39 


89 gi 


219846528 


ref |NR_026272.1 


ref |NR_026270.1 
3357257 335877 
Microc 


NR_026269.1 
3358821 336033 
Microco 


ref |NR_026256.1 


Microbacteriac 
ref|NR_026150.1 


Clostridiaceae; C 
ref|NR_026144.1 


ref|NR_026133.1 
3552654 355413 
Acetoba 


e 3554185 355566 


ref |NR_026120.1 


Brachybacterium 
5 Brachybacterium 


Micrococcineae; 


Brachybacterium 
0 Brachybacterium 
occineae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Kytococcus sedentarius 
; Kytococcus. 
Gluconobacter 
7 Gluconobacter 


acteraceae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Clostridium 
8 Clostridium 
lostridium. 
Bacillus halmapalus 


Bacillus clausii 


clausii Bacteria; 


Bacillus cohnii strain 


cohnii Bacteria; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Firmicutes; 


Turicella otitidis 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
ctinobacteridae; Bifidobacteriales; 
3574472 3574534 41 103 


Turi 
gi 
lphaproteobacteria; Rhodospirillales; Ac 
3591279 3591341 41 103 gi 
in LMD 22.1 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacteri 


cella. 


219846526 
6S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter 


etobact 


219846515 


equence 
a; 


46876 


Bacteria_16S 


3600550 3600600 52 102 gi 


219846506 


Rhodospirillales; Ace 


ref|NR_026118.1 
eraceae; Gluconob 
ref|NR_026107.1 

3590670 359214 


3570843 3572303 Turicella otitidis Bacteria; 


oxydans Bacteria; 
acter. 
Acetobacter 

8 Acetobacter 
tobacteraceae; 


ref|NR_026098.1 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 


Firmicutes; Lacto 


bacillales; Carnobacteriaceae; Dolosigra 


nulum. 


Gluconobacter oxydans 


Dolosigranulum pigrum 


46876 


strain NCIMB 629 
Firmicutes; 


46876 


strain NCIMB 1493 
Firmicutes; 


46876 


strain Dfr2 16S r 
Proteobacteria; 


46876 


restrictus strain 
restrictus Bacter 


46876 


strain 172 16S ri 
Proteobacteria; 


46876 


strain HAR-13 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


Bacillales; 


ia; Firmicutes; 


ribosomal RNA, 


3609653 3609703 52 


Planococcaceae; 
3611134 3611184 52 


Planococcaceae; 


3630625 3630687 41 


3665819 3665869 52 


3761728 3761790 41 


3895421 3895471 52 


Clostridia; 


102 
16S ribosomal RNA, partial sequence 3608971 36104 


gi 


Planococcus. 


102 


gi 


16S ribosomal RNA, partial sequence 


Planococcus. 


103 


ibosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales; Geobacte 


102 


103 


bosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales; 


102 


complete sequence 


gi 


3629961 36314 


gi 


PER-K23 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


3761076 37625 


gi 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


46876 


muriaticus strain 
Bacteria; 


46876 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


46876 


okeanokoites stra 
okeanokoites Bact 


46876 


IAM 12464 16S rib 
Bacillales; 


46876 


centenum strain I 
centenum Bacteria; 
Rhodospirillum. 


46876 


stackebrandtii st 
stackebrandtii Ba 


46876 


vulcanalis strain 
Bacteria; 


46876 


maritimus strain 
Bacteria; 


46876 


strain PV1 16S ri 
Firmicutes; 


46876 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


46876 


sanguinis strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


sanguinis Bacteria; 


46876 


Bacteria_16S 


Firmicutes; 


eria; 


cteria; 


cteria; 


Firmicutes; 


3897001 3897051 52 


3906060 3906110 52 


ain L-1 16S ribosomal RNA, 
teria; 


Proteobacteria; 
3930512 3930562 52 


Firmicutes; 
3959956 3960006 52 


Bacillus. 
3977684 3977746 41 


4043634 4043684 52 
Firmicutes; 
4048217 4048267 52 
4057078 4057128 52 


4070745 4070795 52 


4072201 4072251 52 
Firmicutes; 


4083012 4083062 52 


4140540 4140590 52 


Bacillales; 


102 


102 


102 


102 


osomal RNA, partial sequence 
Bacillaceae; 


103 


102 


Bacillales; 


102 


102 


102 


bosomal RNA, partial sequence 
Clostridia; 


102 


102 


102 


gi 


X-1 16S ribosomal RNA, partial sequence 


Lactobacillales; Enterococcaceae; 


gi 


complete sequence 
Gammaproteobacteria; 


gi 


in IFO 12536 16S ribosomal RNA, partial 


Bacillales; Planococcaceae; 


gi 


3959295 39607 


gi 


AM 14193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi 


rain K22-03 16S ribosomal RNA, partial sequence 
Planococcaceae; 


gi 


CsHg2 16S ribosomal RNA, partial sequence 40475 
Firmicutes; Bacillales; Alicyclobacillaceae; 


gi 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


4070099 40715 
Clostridiales; Veillonellaceae; 


gi 


rain BOR-Y 16S ribosomal RNA, partial 


Clostridia; Clostridiales; 


gi 


2301083 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


gi 


3894733 38962 


sabaudiense strain Ar-1343 16S ribosomal RNA, partial s 
sabaudiense Bacteria; 
Bacteria_16S 

lampyridicola strain PUP-1 16S ribosomal RNA, partial s 


46876 


lampyridicola Bac 
46876 


46876 
salicampi strain 
Bacteria; 
46876 
alaskensis strain 
Bacteria; 
46876 


Bacteria_16S 
alleghenense strain PLHS-1 16S ribosomal RNA, partial s 
alleghenense Bacteria; 
Bacteria_16S 


Bacteria_16S 


Tenericutes; Mollicutes; 
4146803 4146853 52 


Entomopl 
102 gi 


teria; Tenericutes; Mollicutes; 
4160744 4160794 52 102 gi 
Tenericutes; Mollicutes; 

4209271 4209321 52 102 


Entomop 
gi 


Bacillales; Bacillaceae; Lentibac 
50559 50620 42 103 gi 
All 16S ribosomal RNA, 


equence 
asmatales; 
219846116 
equence 
Entomoplasmatale 
219846107 
equence 
lasmatales 
219846069 
SF-20 16S ribosomal RNA, partial sequence 
Firmicutes; 
Bacteria_16S 


illus. 
265679030 
complete sequence 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


95932 95993 42 103 gi 


265678999 


219846499 


219846498 
36104 


219846485 


219846461 


Pepto 
219846391 


Geobacte 
219846298 


219846297 

38963 
Tetrageno 
219846291 


Pseu 


219846274 
sequence 
Pl 
219846252 


219846240 
Rhodospir 


219846191 


219846188 


Alicycloba 
219846182 

40564 
A 
219846172 


Veillonel 
219846171 
sequence 
Cc 


219846164 


Pae 
219846120 


42085 


49907 


ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 
ref|NR_026077.1 
raceae; 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref |NR_025982.1 


raceae; 
ref|NR_025888.1 


ref |NR_025887.1 
coccus. 
ref|NR_025881.1 

3905392 390691 
domonadales; Pse 


ref |NR_025864.1 

3929851 393132 
anomicrobium. 
ref |NR_025842.1 


ref|NR_025830.1 
3977072 397838 
illales; 


ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025772.1 
29 4057918 Microb 
1lteromonadaceae; 
ref|NR_025762.1 
la. 
ref|NR_025761.1 

4071551 407304 


ref|NR_025754.1 

4082348 408382 
nibacillus. 
ref|NR_025710.1 

4139871 414138 
Spiroplasmatace 
ref|NR_025706.1 

4146134 414764 
s; Spiroplasmata 
ref|NR_025697.1 

4160075 416159 
; Spiroplasmatac 
ref|NR_025659.1 
91 4210111 Lentib 


ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 


aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


77 Bacillus firmus Bacteria; 


lostridiales Family XI. 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
Geobacter. 


Dehalobacter 
8 Dehalobacter 
obacter. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
Geobacter. 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Tetragenococcus 


31 3897842 Tetragenococcus muriaticus 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


Planomicrobium 
2 Planomicrobium 


Bacillus firmus strain 
Firmicutes; 


Rhodospirillum 
6 Rhodospirillum 


Rhodospirillaceae; 


Planococcus 
9 Planococcus 


Alicyclobacillus 
lobacillus vulcanalis 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Veillonella caviae 


00 Veillonella caviae Bacteria; 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Paenibacillus 
2 Paenibacillus 


Spiroplasma 


6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma 

8 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Lentibacillus 
acillus salicampi 


Desulfovibrio 
ovibrio alaskensis 
aceae; 


ref |NR_029307.1 
95265 96764 


Desulfovibrio 
Desulfovibrio 


Desulfovibrio. 


46876 
helvolus strain D 
helvolus Bacteria; 
Pseudoclavibacter 


Bacteria_16S 
SM 20419 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


46876 


Bacteria_16S 


159988 160057 20 


362379 362440 42 


89 


103 


gi 


gi 


265678956 


265678813 


tinomyceta 


ref|NR_029264.1 
159387 16084 
les; 


8 
Micrococcineae; Microbacteriaceae; 


ref 


NR_029118.1 


strain B7-43 16S 
Proteobacteria; 

46876 
formicigenes stra 


formicigenes Bacteria; 
Bacteria_16S 


46876 
strain TOD45 16S 
Firmicutes; Bacil 
46876 
lacustris strain 
Bacteria; Actinob 
Friedmanniella. 
46876 
strain 216 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 
46876 
cellulosilytica s 
cellulosilytica B 
Promicromonospora 
46876 
mexicanus strain 
Bacteria; Proteob 
46876 
acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 
46876 
shabanensis strai 


shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Sal 
Salinisphaera. 

46876 Bacteria_16S 1218747 1218808 42 103 gi|219878368|ref|NR_025507.1 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteoc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Luteococcus. 

46876 Bacteria_16S 1368650 1368711 42 103 gi|228718692|ref|NR_027575.1 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulf 


Bacteria; Proteob 
46876 
bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 
46876 
strain CCUG 47334 
Bacteria; Firmicu 
46876 
mediatlanticus st 
mediatlanticus Ba 
46876 
strain R5292 16S 
Actinobacteria; A 
46876 
norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 
46876 
strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
Bacteria_16S 


46876 
strain DSM 12838 
Proteobacteria; 

46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
v 
417425 417474 41 89 gi 
in DV1184 16S ribosomal RNA, partial s 
Firmicutes; Clostridia; Clostrid 
700673 700710 52 89 gi 
ribosomal RNA, partial sequence 


781980 782049 20 89 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

858199 858260 42 


s 


103 gi 


1026762 1026823 42 103 gi 


ria; Proteobacteria; Deltaproteobacter 
1140217 1140254 52 


n E1L3A 16S ribosomal RNA, 


89 gi 


acteria; Deltaproteobacteria; Desulfovib 
1457929 1457998 20 89 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


al 
Ac 


1613921 1613958 52 89 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
1680826 1680859 42 75 gi 
rain TR 16S ribosomal RNA, partial seque 
cteria; Deinococcus-Thermus; Deinococci; 
1682395 1682448 51 104 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Actino 
1894241 1894302 42 103 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteria; 
1907519 1907572 51 104 gi 
16S ribosomal RNA, partial sequence 

no 
1933464 1933525 42 


103 gi 


1977437 1977498 42 103 


361716 36321 
Deltaproteobacteria; Desulfovibrionales; 
Bacteria_16S 265678776 
equence 
iales; 

265678582 
699985 70142 


lales; Paenibacillaceae; Paenibacillus. 
705012 705073 42 103 gi| 265678579 |ref|NR_028884.1 
EL-17a 16S ribosomal RNA, partial sequence 70441 


acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
707836 707897 42 103 gi| 265678577 |ref|NR_028882.1 
bosomal RNA, partial sequence 707255 70861 


ionibacter 
265678524 
dae; 
265678473 
Lupl 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovibrionales; 
265678360 
n ASRB2 16S ribosomal RNA, partial sequence 


ia; 


253680763 
complete sequence 


224581414 


219878467 
idiales Family 
219878421 
219878420 
1681727 16832 
219878268 
equence 


219878258 


219878239 
16S ribosomal RNA, partial sequence 1932811 19342 
Deltaproteobacteria; Desulfovibrionales; 


3 Desulfovibrio 
ibrionaceae; De 
ref|NR_029081.1 

416856 418235 
Peptostreptococcac 
ref |NR_028887.1 
2 Paenibacillus 


Desulfov 


ref |NR_028828.1 
equence 781358 782875 
Actinomycetales; Mic 


ref|NR_028776.1 
6 859025 Desulf 
De 
ref |NR_028662.1 

1026088 102759 
Syntrophobacterales; S 


85752 


ref 
1 


NR_028011.1 
139586 114102 


rionales; Desulfovibrion 
ref|NR_027195.1 

sequence 1457334 145871 
tinomycetales; Actinomyc 


ref|NR_025606.1 
59 1614770 Helcoc 
XI. Incerta 
ref|NR_025560.1 
1680196 168167 
Thermaceae; 
NR_025559.1 


16132 


nce 
Thermales; 
ref 
Actinomycetace 
NR_025407.1 
1893578 189509 
ionales; Des 


mycineae; 


Desulfovibr 


ref |NR_025397.1 
1906868 1908267 Actino: 
mycineae; Actinomycetace 
ref|NR_025378.1 
Desulfomicrobiaceae; Des 
ref 


s 


e 


sulfovibrion 


Bacteria_16S 


gi 


219878210 


NR_025349.1 


macestii strain M 
Bacteria; Proteob 
46876 
ferrugineus strai 


Bacteria_16S 


-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovib 
1986873 1986922 54 103 gi 
n Cb fel8 16S ribosomal RNA, complete se 


219878204 


1976773 1978275 Desulf 
rionales; Desulfomicrobi 
ref |NR_025343.1 

1986193 198770 


quence 


Pseudoclavibacter 
Pseudoclavibacter 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Tepidibacter 

Tepidibacter 
ae; Tepidibacter. 

Paenibacillus odorifer 
odorifer Bacteria; 


Friedmanniella 


6 705838 Friedmanniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 
ineae; Propionib 


acteriaceae; 


Xylanimonas 
Xylanimonas 


rococcineae; 


Desulfovibrio 

ovibrio mexicanus 

aceae; Desulfovibrio. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Salinisphaera 
5 Salinisphaera 


inisphaeraceae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Arcanobacterium 

5 Arcanobacterium 

ineae; Actinomycetaceae; 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Vulcanithermus 

6 Vulcanithermus 
Vulcanithermus. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 

Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 
Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Cystobacter 

9 Cystobacter 


ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 


Cystobacteraceae; 


Cystobacter. 


46876 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
46876 Bacteria_16S 
strain 534-30 16S 
Planctomycetes; P 
46876 Bacteria_16S 


2010007 2010056 51 


2011554 2011607 50 


ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Planctomycetaceae; 


2163299 2163360 42 


100 gi 


103 gi 


20 


103 gi 


219878189 


6S ribosomal RNA, partial sequence 2009346 20108 
Gammaproteobacteria; Enterobacteriales; 


219878188 
10901 20124 


219857626 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 


hydrothermalis Bacteria; 


Desulfovibrio. 
46876 Bacteria_16S 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
46876 Bacteria_16S 
dechloracetivoran 
dechloracetivoran 
Desulfovibrionaceae; 
46876 Bacteria_16S 
strain ATCC 49929 


Propioniferax. 
46876 Bacteria_16S 
spumicola strain 


Nocardioidaceae; 
46876 Bacteria_16S 


burkinensis strain HDv 16S ribosomal RNA, partial sequence 


Bacteria; 
46876 Bacteria_16S 
strain Se-1 16S r 
Deinococcus-Thermus; 
46876 Bacteria_16S 


A1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 
46876 


Bacteria_16S 


strain AP3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


46876 Bacteria_16S 


strain EJ2M-B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


46876 Bacteria_16S 
strain B3-1 16S r 
Proteobacteria; 


46876 Bacteria_16S 


glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micropruina. 
46876 Bacteria_16S 
strain IFO 15616 


s Bacteria; 


Proteobacteria; 


2333423 2333488 39 


2356058 2356119 42 


Desulfovibrio. 


2357586 2357647 42 


2587914 2587975 42 


2606394 2606455 42 


2629542 2629587 41 


ibosomal RNA, partial sequence 
Thermales; 


Deinococci; 
2745339 2745408 20 


2779859 2779920 41 


2781326 2781387 41 


2782792 2782853 41 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; 


2898654 2898715 42 


2903218 2903287 20 


Deltaproteobacteria; 


104 gi 


103 gi 


s strain SF3 16S ribosomal RNA, partia 
Proteobacteria; 


103 gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


103 gi 


103 gi 


86 gi 


Thermaceae; 
89 gi 


102 gi 


102 gi 
102 gi 


103 gi 


89 gi 


2779259 27 
Thiotrichaceae; 


2780730 27 
Thiotrichaceae; 


219857507 


219857490 
1 


219857489 
23569 


219857276 


Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 


219857264 
26057 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


219857239 


2628913 26303 


Thermus. 
219857157 


2744758 2746095 Rothi 
Actinomycetales; Micrococcineae; Micrococcaceae; 


219857130 
806 


219857129 
821 


219857128 


2782197 27836 
Thiotrichacea 


219856857 
28980 


219856854 


16S ribosomal RNA, partial sequence 2902597 29040 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


46876 Bacteria_16S 
antarctica strain 


2969960 2970021 42 


103 gi 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 
46876 Bacteria_16S 


SPS-17 16S ribosomal RNA, partial sequence 
Thermaceae; 


Thermus; Deinococci; 
46876 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
46876 Bacteria_16S 
strain RF-4 16S r 
Deinococcus-Thermus; 
46876 Bacteria_16S 


strain lacT 16S ribosomal RNA, partial sequence 


Proteobacteria; 


46876 Bacteria_16S 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial 
sulfodismutans Bacteria; 


Desulfovibrio. 
46876 Bacteria_16S 


Friedmanniella. 


3018588 3018633 41 


Thermales; 
3020108 3020153 41 


ribosomal RNA, partial sequence 
Thermales; 


Deinococci; 
3021633 3021678 41 


ibosomal RNA, partial sequence 
Thermales; 


Deinococci; 
3042976 3043037 42 
3050536 3050597 42 

Proteobacteria; 


3313687 3313748 42 


86 gi 
Thermus. 
86 gi 
Thermaceae; 
86 gi 


Thermaceae; 


103 gi 


103 gi 


Deltaproteobacteria; 


103 gi 


219846944 


AA-1042 16S ribosomal RNA, partial sequence 


Actinomyce 


219846911 


3017969 3019430 Thermus o 


219846910 


3019481 30209 


Thermus. 
219846909 


3021006 30224 


Thermus. 
219846894 


3042319 30437 
Deltaproteobacteria; Desulfovibrionales; 


Desulfov 

219846888 
sequence 

Des 


219846711 


vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 


Enterobacteriaceae; 


Desulfovibrionales; 


sequence 2332775 23342 
Actinomycetales; 


sequence 
Deltaproteobacteria; 


inomycetales; 


Propionibacterineae; 


ref |NR_025328.1 


ref |NR_025327.1 


ref|NR_025215.1 


162629 216416 


ND 


ref|NR_025095.1 


9 


ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


ref|NR_025077.1 


ref |NR_024907.1 
2587275 258874 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024867.1 


NR_024785.1 
aeria Bacteria 
Rothia. 
ref|NR_024758.1 


Thiothrix. 
ref|NR_024757.1 
Thiothrix. 
ref|NR_024756.1 
e; Thiothrix. 
ref |NR_024676.1 
36 2899473 Microp 


ref|NR_024673.1 
; Microbacteriac 
ref|NR_026536.1 

2969338 297081 
tales; Propionib 
ref|NR_026503.1 
shimai Bacte 


ref |NR_026502.1 


ref |NR_026501.1 


ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026480.1 

3049889 305136 
ulfovibrionales; 


Buttiauxella brennerae 


50 Buttiauxella brennerae Bacteria; 
Buttiauxella. 


Planctomyces maris 


04 Planctomyces maris Bacteria; 
Planctomyces. 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Nocardiopsis 
9 Nocardiopsis 


Streptosporangineae; 


Desulfovibrio 
7 Desulfovibrio 
les; 


Propioniferax innocua 


68 2358432 Propioniferax innocua 
Propionibacterineae; 


Propionibacteriaceae; 


Friedmanniella 
9 Friedmanniella 


Propionibacterineae; 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Rothia aeria strain 
; Actinobacteria; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Friedmanniella 

0 Friedmanniella 
acterineae; 


Thermus oshimai strain 
ria; Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 
Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_026303.1 
3313036 331453 


Desulfovibrio 
8 Desulfovibrio 


vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 
46876 Bacteria_ 


strain 6843 DSM 1 


46876 


lacticum strain D 
lacticum Bacteria 


Microbacterium. 
46876 
strain DSM 20542 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
apsheronum strain 
Proteob 
Bacteria_16S 


46876 


Bacteria; 
46876 
strain Wai33 16S 


Deinococcus-Thermus; 
Bacteria_16S 


46876 
strain YT-1 16S r 


Bacteria_16S 


16S 3478686 3478739 51 104 gi 


3511838 3511907 20 89 gi 
SM 20427 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 


3516406 3516463 20 77 


gi 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
Bacteria_16S 


no 
219846568 
qu 
ti 


219846565 
16S ribosomal RNA, partial sequence 3515805 35172 


ref|NR_026182.1 


; Actinomycetace 
ref|NR_026160.1 

3511236 351270 
les; Micrococcin 


mycineae 


ence 
nomyceta 


ref|NR_026157.1 


3699032 3699093 42 


3876788 3876833 41 


Deinococci; 
3878308 3878353 41 


ribosomal RNA, partial sequence 
Thermales; 


ibosomal RNA, partial sequence 
Deinococcus-Thermus; 


Deinococci; 


Thermales; 


103 gi 


1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


86 gi 
38 
Thermaceae; 

86 gi 
38 
Thermaceae; 


ococcineae 
219846437 
nce 36983 
ibrionales 
219846311 
76152 38776 
Thermus. 

219846310 
77677 38791 
hermus. 


, 


, 


rf 


ref 
59 3699831 Desul 
sulfomicrob 
ref 
26 Thermus filiformis Bacteria; 


ref 


Mi 
NR_026028. 


De 
NR_025901. 


NR_025900.1 
46 Thermus aquaticus Bacteria; 


Cc 


£ 
i 


46876 


salexigens strain 
Proteob 
Bacteria_16S 


Bacteria; 
46876 
strain SRL4225 16 
Proteobacteria; 
46876 
strain SEBR 2582 
Proteobacteria; 

46876 
strain SGT-39 16S 
Proteobacteria; 
46876 
strain Ifremer A3 
Proteobacteria; 
46876 
arabaticum strain 
arabaticum Bacter 
46876 
1721-77 16S ribos 
Gammaproteobacter 
46876 
strain Fowl 16S r 
Proteobacteria; 
46876 
strain 50 16S rib 
Proteobacteria; G 
46876 
strain PB 1 16S r 
Proteobacteria; G 
46876 
398 16S ribosomal 
Gammaproteobacter 
46876 
strain OY 0-002 1 
Proteobacteria; G 
46876 
leiognathi strain 
Bacteria; Proteob 
46876 
strain 40 16S rib 
Proteobacteria; G 
46876 
proteoclasticum s 
proteoclasticum B 
46876 
saerimneri strain 
saerimneri Bacter 
46876 


Bacteria_16S 


D 
Bacteria_16S 


D 
Bacteria_16S 


G 
Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3970400 3970461 42 103 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
4064702 4064763 42 103 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
4066227 4066288 42 103 gi 


’ 


eltaproteobacteria; Desulfovibrionales; 


4069209 4069246 41 78 gi 
ribosomal RNA, partial sequence 


Vibrio. 
gi 


ia; Vibrionales; Vibrionaceae; 
169250 169302 51 103 


6S ribosomal RNA, part 
ammaproteobacteria; Vibrionales; Vibri 
176738 176790 51 103 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
222838 222890 51 103 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
271351 271375 52 76 gi 
train B316 16S ribosomal RNA, complete 
acteria; Firmicutes; Clostridia; Clost 
411213 411237 52 76 gi 


on 


e 
le 


Lacto 
gi 


Firmicutes; Lactobacillales; 
462025 462077 51 103 


ia; 


219846245 
en 
te 
219846176 
4064043 40655 


ref|NR_025835.1 
ce 3969817 3971134 Rhodot 
rales; Rhodobacteraceae; 
ref|NR_025766.1 
18 Desulfovibrio 


Desulfovibrionaceae; Des 


219846175 
16S ribosomal RNA, partial sequence 4065569 40669 


219846173 
4068567 40700 


ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
41462 41514 51 103 gi|265679036|ref|NR_029344.1 
65 16S ribosomal RNA, partial sequence 40774 42243 Vibrio 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
106656 106680 52 76 gi| 265678991 |ref|NR_029299.1 
Z-7288 16S ribosomal RNA, partial sequence 106000 107471 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
167726 167778 51 103 gi| 265678951 |ref|NR_029259.1 
omal RNA, partial sequence 167046 168502 Vibrio mimicus Bacter 


265678950 


ibosomal RNA, partial sequence 168553 16998 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
170726 170778 51 103 gi| 265678949 |ref|NR_029257.1 


osomal RNA, partial sequence 170036 17150 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172236 172288 51 103 gi| 265678948 |ref|NR_029256.1 
ibosomal RNA, partial sequence 171556 17300 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173744 173796 51 103 gi| 265678947 |ref|NR_029255.1 

RNA, partial sequence 173054 174520 Vibrio fischeri Bacte 
ia; Vibrionales; Vibrionaceae; Aliivibrio. 

175252 175304 51 103 gi| 265678946 |ref|NR_029254.1 


ial sequence 174571 17599 


265678945 


265678914 
222148 22363 
onaceae; 
265678879 
sequence 
ridiales; 
265678780 
GDA154 16S ribosomal RNA, partial sequence 
bacillacea 
265678743 


ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025763.1 


Desulfov 


ref |NR_029258.1 


ibrio. 
ref |NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref |NR_029222.1 


aceae; V 
17604 


s; Vibri 


ibrio. 
ref|NR_029185.1 

270671 272189 
Lachnospiraceae; 
ref|NR_029085.1 

410506 412073 
e; Lactobacillu 


Vv 


n 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Microbacterium 

9 Microbacterium 

eae; Microbacteriaceae; 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
crobacteria 


eae; Curtobacterium. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Thermus filiformis 


Thermus aquaticus 


Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 
Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Vibrio pectenicida 
pectenicida Bacteria; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 

Vibrio mimicus strain 
ia; Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Clostridium 
Clostridium 
Butyrivibrio. 
Lactobacillus 
Lactobacillus 


ref|NR_029048.1 


Kribbella antibiotica 


strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 


46876 


69 16S ribosomal 


46876 


46876 


46876 


melanosporofaciens 
melanosporofaciens 
Streptomycetaceae; 


46876 


Proteobacteria; 
46876 


strain NVI 88/478 


Proteobacteria; 
46876 


Proteobacteria; 
46876 


46876 


Proteobacteria; 
46876 


shriftii strain D 
Firmicu 
Bacteria_16S 
salivarius strain 
salivarius Bacter 


Bacteria; 
46876 


46876 
strain ATCC 33433 
Proteobacteria; 
46876 


46876 
strain M 6 A9 16S 
Firmicutes; 
46876 


Coriobacteriaceae; 
46876 


Proteobacteria; 
46876 
strain JT7304 16S 
Proteobacteria; 
46876 


Proteobacteria; 
46876 
46876 


Proteobacteria; 
46876 


Clostridia; 
46876 
strain LM 161 16S 
46876 


Proteobacteria; 
46876 


Bacteria_16S 


Bacteria_16S 
strain NVI 88/441 


Bacteria_16S 


Bacteria_16S 
strain B43 16S ri 
Gammaproteobacteria; 
Bacteria_16S 
VR1 16S ribosomal 
Gammaproteobacteria; Vibrionales; 
Bacteria_16S 
strain Pull 5.3 1 
G 
Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 
satsumensis strai 
satsumensis Bacte 
Bacteria_16S 


486472 486524 51 
RNA, partial sequence 


103 gi 


615884 615936 51 103 


complete sequence 


gi 
61 


644861 644913 51 
complete sequence 


103 gi 
644174 64 
656735 656791 42 


98 gi 


Streptomyces. 
709359 709411 
16S ribosomal RNA, 


51 103 gi 
partial sequence 


769615 769667 51 
RNA, partial sequence 


103 gi 
768965 77 
Vibrionaceae; 
791212 791264 51 103 gi 
6S ribosomal RNA, complete sequence 79 


ribosomal RNA, partial sequence 


Enterobacteriales; 


Vibrio. 


ammaproteobacteria; Alteromonadales; Psychromona 
817265 817289 52 76 gi| 265678501 
SSE-1 16S ribosomal RNA, partial sequence 81658 
tes; Clostridia; Halanaerobiales; Halobacteroida 
933132 933156 52 76 gi| 265678423 
HO 66 16S ribosomal RNA, complete sequence 

ia; Firmicutes; Lactobacillales; Lactobacillacea 
1003982 1004034 51 103 gi| 265678375 

16S ribosomal RNA, partial sequence 10033 
ammaproteobacteria; Enterobacteriales; Enterobac 
1032860 1032884 52 76 gi| 265678356 

n NRIC 0604 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Lactobacillales; Lactobacillace 
1091864 1091888 52 76 gi| 265678315 


1091188 10926 


Lactobacillales; 
Bacteria_16S 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial 
aerofaciens Bacteria; Actinobacteria; 
Collinsella. 
Bacteria_16S 
strain DB21MT-5 16S ribosomal RNA, partial sequence 111077111122 


ribosomal RNA, 


Bacteria_16S 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 


1109901 1109953 51 


1111448 1111500 51 


Gammaproteobacteria; Alteromonadales; 
Bacteria_16S 


1152293 1152345 51 


ribosomal RNA, partial sequence 

Gammaproteobacteria; Alteromonadales; 
Bacteria_16S 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Bacteria_16S 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 

hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiace 
Bacteria_16S 
strain A431 16S ribosomal RNA, partial sequence 


1153710 1153762 51 


1247604 1247652 54 


1258039 1258091 51 


1265528 1265552 52 


Clostridiaceae; 


1300012 1300064 51 


1342939 1342991 51 


1355170 1355222 51 


Lactobacillaceae; 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
Bacteria_16S 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferri 


103 gi| 265678302 
sequence 

Coriobacteridae; Coriobacte 
103 gi| 265678301 
Moritellace 

103 gi| 253680755 
1151622 11530 

Psychromona 

103 gi| 253680754 


102 gi 


103 gi 


Vv 

76 gi| 219846539 
Clostridium. 

103 gi|219846779 

1299363 13008 

103 gi|228721107 


103 gi 


Lactobacillus. 


1257400 12588 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Bacteria_16S 
16S ribosomal RNA, partial sequence 
Clostridiales; 
Bacteria_16S 


265678727 


485792 487320 Vibrio ponticus Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 
strain 289 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Bacteria_16S 
40M4T 16S ribosomal RNA, 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 
strain NRRL B-12234 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


265678612 


265678576 
70866 


Enterobac 
265678533 
0424 Vibri 


265678518 
0537 79204 


P 
219857449 


219856813 


5732 Vibrio lentus Bacteria; 


monas balearica 
Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; 


ref Vibrio ponticus strain 


Proteobacteria; 


NR_029032.1 


265678641|ref|NR_028946.1| Vibrio agarivorans 

5203 616744 Vibrio agarivorans Bacteria; 
Vibrio. 

265678621|ref|NR_028926.1| Vibrio lentus strain 


Proteobacteria; 


ref|NR_028917.1 
sequence 656132 


Streptomyces 
657614 Streptomyces 


ref|NR_028881.1| Aliivibrio wodanis 
8 710188 Aliivibrio wodanis Bacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
710917 710969 51 103 gi|265678575|ref|NR_028880.1| Moritella viscosa 
16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
717112 717164 51 103 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
bosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 


teriaceae; Enterobacter. 


ref|NR_028837.1| Vibrio ruber strain 
o ruber Bacteria; Proteobacteria; 
ref|NR_028821.1| Psychromonas arctica 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 
ref|NR_028804.1| Selenihalanaerobacter 
1 817998 Selenihalanaerobacter shriftii 
ceae; Selenihalanaerobacter. 
ref|NR_028725.1| Lactobacillus 

932436 934005 Lactobacillus 
e; Lactobacillus. 
ref|NR_028677.1| Kluyvera ascorbata 


52 1004810 Kluyvera ascorbata Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028658.1| Lactobacillus 

1032165 1033720 Lactobacillus 

ae; Lactobacillus. 

ref|NR_028617.1| Lactobacillus algidus 
88 Lactobacillus algidus Bacteria; 


ref|NR_028604.1| Collinsella 

1109258 1110720 Collinsella 
riales; Coriobacterineae; 
ref|NR_028602.1| Moritella yayanosii 
56 Moritella yayanosii Bacteria; 
ae; Moritella. 
ref|NR_028003.1| Psychromonas kaikoae 


67 Psychromonas kaikoae Bacteria; 
daceae; Psychromonas. 

ref|NR_028002.1| Photobacterium indicum 
25 Photobacterium indicum Bacteria; 
hotobacterium. 
ref |NR_025037.1| Neochlamydia 
1246931 1248459 Neochlamydia 
ae; Neochlamydia. 
ref|NR_024632.1| Vibrio halioticoli 
27 Vibrio halioticoli Bacteria; 
ibrio. 
ref|NR_026131.1 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


ref|NR_026371.1| Kribbella koreensis 
72 Kribbella koreensis Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_027602.1| Ferrimonas balearica 
DSM 9799 Bacteria; 
Ferrimonas. 


228720264 


ref|NR_027590.1| Salinivibrio costicola 


1354469 1355953 Salinivibrio 


costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Salinivibrio. 
46876 


Bacteria_16S 


1424393 1424441 41 


89 


strain B4P 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 
Bacteria_16S 


46876 


1438336 1438384 41 


89 


strain S2 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 
Bacteria_16S 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; 


46876 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
46876 Bacteria_16S 1659545 1659597 51 103 gi| 219878435 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 16603 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 
Bacteria_16S 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 
margaritifer Bacteria; 


46876 


Tepidiphilus. 
46876 


46876 


46876 
strain LMG 20362 
46876 
46876 


LMG 19999 16S rib 


46876 


Bacteria_16S 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Bacteria_16S 
strain 2825 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Bacteria_16S 


1657990 1658042 51 


1686845 1686893 41 
Proteobacteria; 


1699261 1699313 51 


1757244 1757296 51 


1776695 1776747 51 


1791803 1791855 51 


1793277 1793329 51 


1794832 1794884 51 


15052 16S ribosomal RNA, partial sequence 


Gammaproteobacter 
46876 
strain LMG 20546 


1796317 1796369 51 


ia; Vibrionales; Vibrionaceae; 
Bacteria_16S 


103 


89 


Betaproteobacteria; 


103 


103 


sequence 


103 


16S ribosomal RNA, partial sequence 1776030 17774 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 
R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Bacteria_16S 


103 


1791138 1792572 Vibri 
Vibrio. 


103 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 


103 


1794167 1795601 Vibri 
Vibrio. 


103 


16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio. 


46876 


strain LMG 20536 


46876 


strain 2674 16S r 


46876 


strain 2693 16S r 


46876 


strain ET-5b 16S 
Firmicutes; 


46876 


strain CK58 16S r 
Firmicutes; 


46876 


strain KMM 3582 1 


46876 


strain Loup-1 16S 
Bacteroidetes; 


46876 


strain KMM 3299 1 


46876 


strain CCUG 30811 
Bacteria; 


46876 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; Vi 


ibosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Al 


ibosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Al 


Bacteroidia; 


6S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; Al 


16S ribosomal RNA, pa 
Proteobacteria; 


16S ribosomal RNA, pa 
acteria; Actinobacteri 


1797871 1797923 51 


1928934 1928986 51 


1930470 1930522 51 


1968414 1968446 41 


1972739 1972763 52 


Clostridiales; 


2189212 2189264 51 


2394061 2394105 42 


2442718 2442770 51 


2445798 2445850 51 


2659865 2659917 51 


2733548 2733600 51 


103 


tial sequence 1797206 17986 
brionales; Vibrionaceae; Vibrio. 


103 


sequence 
teromonadales; Moritellace 


103 


sequence 
teromonadales; Moritellace 


73 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family xX. 


76 


ibosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


103 


6S ribosomal RNA, partial sequence 2188558 21900 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


86 


ribosomal RNA, partial sequence 
Bacteroidales; 


103 


ial sequence 2442080 24435 
teromonadales; Shewanellac 


103 


rtial sequence 
Gammaproteobacteria; Alteromonadales; A 


103 


rtial sequence 
dae; Actinomycetales; 


103 


strain SM2-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Incertae Sedis; 


Porphyromonadaceae; 


gi| 224581442 
1423741 14252 


Rhodocyclaceae; 


gi| 224581429 
1437684 14391 


Rhodocyclaceae; 


gi|219878436 


gi|219878417 


gi|219878408 


gi|219878367 
1756574 17580 


gi|219878352 


gi|219878341 


gi|219878340 
1792623 17941 


gi| 219878339 


gi|219878338 


gi|219878337 


gi| 219878242 
1928261 19297 


gi| 219878241 
1929813 19313 


gi|219878216 
1967755 19691 
Ther 
gi|219878213 
1972100 19735 
Clostridiu 


gi|219857606 


gi| 219857464 
2393419 23948 
Po 


gi| 219857424 


219857422 
24451 


gi 


219857217 
26592 
Prop 


gi 


Hydrogenophilales; 


ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 

Thauera. 
ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 

Thauera. 
NR_025575.1| Vibrio fortis strain 


Proteobacteria; 


ref 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 


ref|NR_025556.1| Tepidiphilus 
1686206 1687661 Tepidiphilus 
Hydrogenophilaceae; 
ref Vibrio pomeroyi strain 
Proteobacteria; 


NR_025547.1 


ref|NR_025506.1| Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
Psychromonas. 

ref|NR_025491.1| Vibrio hepatarius 

97 Vibrio hepatarius Bacteria; 


ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 


ref|NR_025479.1| Vibrio pacinii strain 
16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


ref|NR_025478.1 
o xuii Bacteria; 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 


ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 


ref|NR_025381.1| Moritella profunda 
62 Moritella profunda Bacteria; 


ae; Moritella. 

ref|NR_025380.1| Moritella abyssi 
09 Moritella abyssi Bacteria; 

ae; Moritella. 

ref|NR_025355.1| Thermicanus aegyptius 
80 Thermicanus aegyptius Bacteria; 
micanus. 

ref|NR_025352.1| Clostridium akagii 
91 Clostridium akagii Bacteria; 

m. 

ref|NR_025195.1| Shewanella fidelis 


57 Shewanella fidelis Bacteria; 
eae; Shewanella. 


ref|NR_025052.1| Porphyromonas gulae 
84 Porphyromonas gulae Bacteria; 
rphyromonas. 

ref|NR_025012.1| Shewanella japonica 


41 Shewanella japonica Bacteria; 
eae; Shewanella. 
ref|NR_025010.1| Alishewanella fetalis 
48 2446624 Alishewanella fetalis 
lteromonadaceae; Alishewanella. 
ref|NR_024845.1| Kribbella sandramycini 
38 2660707 Kribbella sandramycini 
ionibacterineae; Nocardioidaceae; 


gi|219857165 
2732909 27343 
Shewanellac 


ref|NR_024793.1| Shewanella sairae 
48 Shewanella sairae Bacteria; 
eae; Shewanella. 


46876 Bacteria_16S 2735038 2735090 51 103 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
46876 Bacteria_16S 2736528 2736580 51 103 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

46876 Bacteria_16S 2740885 2740937 51 103 gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

46876 Bacteria_16S 2892663 2892715 51 103 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 2918642 2918690 41 89 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

46876 Bacteria_16S 3008095 3008151 42 98 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

46876 Bacteria_16S 3017228 3017252 52 76 gi|219846912|ref|NR_026504.1| Orenia salinaria 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

46876 Bacteria_16S 3059734 3059782 41 89 gi|219846882|ref|NR_026474.1| Thauera selenatis 
strain AX39 16S ribosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

46876 Bacteria_16S 3116786 3116838 51 103 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 

46876 Bacteria_16S 3227332 3227384 51 103 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 3231825 3231849 52 76 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

46876 Bacteria_16S 3428947 3428999 51 103 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

46876 Bacteria_16S 3522573 3522621 41 89 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

46876 Bacteria_16S 3557988 3558040 51 103 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 3559468 3559520 51 103 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876  Bacteria_16S 3560983 3561035 51 103 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 3562504 3562556 51 103 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
46876 Bacteria_16S 3563989 3564041 51 103 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 3565469 3565521 51 103 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 3566975 3567027 51 103 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 3568481 3568533 51 103 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 3633624 3633676 51 103 gi|219846483|ref|NR_026075.1| Anaerobiospirillum 
succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

46876 Bacteria_16S 3653494 3653518 52 76 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 


46876 Bacteria_16S 3658079 3658131 51 103 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
46876 Bacteria_16S 3662697 3662748 52 103 gi|219846463|ref|NR_026055.1] Colwellia 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequence 3662041 3663526 Colwellia 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
46876 Bacteria_16S 3718516 3718540 52 76 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

46876 Bacteria_16S 3749520 3749572 51 103 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 


strain A089 16S r 


ibosomal RNA, partial sequence 


3748871 37503 


67 Vibrio scophthalmi Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 3816076 3816100 52 76 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

46876 Bacteria_16S 3950962 3951014 51 103 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

46876 Bacteria_16S 3952520 3952572 51 103 gi| 219846257 |ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

46876 Bacteria_16S 4002701 4002753 51 103 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

46876 Bacteria_16S 4028414 4028466 51 103 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

46876 Bacteria_16S 4029963 4030015 51 103 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

46876 Bacteria_16S 4046668 4046720 51 103 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 4067678 4067706 50 78 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

46876 Bacteria_16S 4103893 4103945 51 103 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 4109943 4109995 51 103 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
46876 Bacteria_16S 4111509 4111561 51 103 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
46876 Bacteria_16S 4122184 4122232 41 89 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

46876 Bacteria_16S 4179037 4179089 51 103 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

46876 Bacteria_16S 4186656 4186708 51 103 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

46876 Bacteria_16S 34074 34125 52 103 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
46876 Bacteria_16S 36973 37024 52 103 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

46876 Bacteria_16S 38376 38427 52 103 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

46876 Bacteria_16S 62759 62810 52 103 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
46876 Bacteria_16S 146243 146294 52 103 gi|265678965|ref|NR_029273.1| Marinovum algicola 


strain FF3 16S ri 


bosomal RNA, partial sequence 


145646 146993 Marinovum algicola Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 


46876 
collagenovorans s 
collagenovorans B 
46876 
chartatabidum str 
chartatabidum Bac 
46876 
argentinense stra 
argentinense Bact 
46876 
strain McClung 20 
Bacteria; Firmicu 
46876 
sphaeroides strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


187448 187499 52 103 gi|265678938|ref|NR_029246.1| Clostridium 
train SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

198031 198082 52 103 gi|265678931|ref|NR_029239.1| Clostridium 
ain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

207451 207502 52 103 gi|265678924|ref|NR_029232.1| Clostridium 
in ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209004 209055 52 103 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
04 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

233345 233396 52 103 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
n 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 


sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

46876 Bacteria_16S 250438 250489 52 103 gi|265678895|ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

46876 Bacteria_16S 251920 251971 52 103 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

46876 Bacteria_16S 253395 253446 52 103 gi|265678893|ref|NR_029201.1]| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

46876 Bacteria_16S 259373 259424 52 103 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

46876 Bacteria_16S 260749 260800 52 103 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


46876 Bacteria_16S 272840 272891 52 103 gi| 265678878 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizo 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
46876 Bacteria_16S 277475 277526 52 103 gi| 265678875 
strain Ben 16S ribosomal RNA, partial sequence 276812 27827 


Tenericutes; Moll 
46876 
A strain ELTDK 10 
Bacteria; Firmicu 
46876 
strain EUH N 1304 
Bacteroidetes; Ba 
46876 
strain 39 16S rib 
Firmicutes; Bacil 


46876 Bacteria_16S 350527 350578 52 103 gi| 265678824 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
46876 Bacteria_16S 357788 357839 52 103 gi| 265678816 


hongkongensis str 


hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Loktanella. 
46876 Bacteria_16S 378882 378933 52 103 gi| 265678802 


strain HTCC2597 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
313955 314006 52 103 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
324544 324579 42 77 gi 


Prevotellace 
103 gi 
345 


cteroidia; Bacteroidales; 
346145 346196 52 

osomal RNA, partial sequence 
lales; Paenibacillaceae; 


ain UST950701-009P 16S ribosomal RNA, 


6S ribosomal RNA, partial sequence 378 


idiaceae; 
-72B 16S ribosomal RNA, partial sequence 


ae; 


Brevibacillus. 


partial se 


265678851 
31331 


265678844 

32386 
Prevot 
265678827 
474 34689 


266 37969 


ref|NR_029184.1 
bium etli Bacter 
terium group; Rhizobium. 

ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 


Rhizobium etli strain 
ia; Proteobacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


46876 


delbrueckii subsp. 


Lactobacillus. 


46876 


asymbiotica subsp. 


Enterobacteriales; 


46876 


gastricus strain 
gastricus Bacteri 


46876 


kalixensis strain Kx127A2 16S ribosomal RNA, 
kalixensis Bacteria; 


Bacteria_16S 


380414 380465 52 


Lactobacillus delbrueckii subsp. 


Bacteria_16S 


400353 400404 52 


Photorhabdus asymbiotica subsp. 


Bacteria_16S 


a; 
Bacteria_16S 


Enterobacteriaceae; 


412813 412864 52 


Kx156A7 16S ribosomal RNA, 
Firmicutes; 


414417 414468 52 


Firmicutes; 


103 


indicus Bacteria; 


103 


103 


Lactobacillales; 


103 


Lactobacillales; 


gi 


indicus strain NCC725 16S ribosomal 


gi 


australis strain 9802892 16S ribosomal RNA, pa 
australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


gi 


complete sequence 
Lactob 


gi 


265678801 
RNA, parti 


265678788 


265678779 


acillaceae 


Firmicutes; 


ref |NR_029084.1 
412124 413673 
; Lactobacillus. 


265678778 


complete sequence 
Lactobacillaceae; 


ref|NR_029083.1 
413724 415278 
Lactobacillus. 


ref|NR_029157.1| Clostridium botulinum 

5 314767 Clostridium botulinum A 

Clostridium. 

ref|NR_029149.1| Prevotella disiens 

9 325347 Prevotella disiens Bacteria; 

ella. 

ref|NR_029132.1| Brevibacillus reuszeri 

2 Brevibacillus reuszeri Bacteria; 

ref|NR_029129.1| Paracoccus kocurii 

occus kocurii Bacteria; Proteobacteria; 

Ss. 

ref|NR_029121.1] Loktanella 

quence 357208 358614 Loktanella 

obacterales; Rhodobacteraceae; 

ref|NR_029107.1| Oceanicola batsensis 

0 Oceanicola batsensis Bacteria; 

aceae; Oceanicola. 

ref|NR_029106.1| Lactobacillus 

al sequence 379741 381255 
Lactobacillales; Lactobacillaceae; 

ref|NR_029093.1] Photorhabdus 

rtial sequence 399669 401215 


Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 


46876 


strain R 16089 16S ribosomal RNA, 
Firmicutes; 


46876 


strain R 16086 16S ribosomal RNA, 
Firmicutes; 


46876 Bacteria_16S 477181 477232 52 103 gi| 265678733 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
46876 Bacteria_16S 503483 503534 52 103 gi| 265678716 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Loktanella. 

46876 Bacteria_16S 514057 514108 52 103 gi| 265678709 
strain CS1 16S ribosomal RNA, partial sequence 513446 51481 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
46876 Bacteria_16S 517084 517135 52 103 gi| 265678707 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, comp 


Enterobacteriales; 


46876 


46876 


versmoldensis str 
versmoldensis Bacteria; 


46876 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


46876 


mindensis strain 
mindensis Bacteria; 


46876 


Bacteria_16S 452906 452957 52 


Bacillales; Macrococcus. 
Bacteria_16S 454505 454556 52 


Bacillales; Macrococcus. 


103 
complete sequence 


103 
complete sequence 


gi 


gi 


452220 45376 


453819 45536 


265678752 


265678751 


ref |NR_029057.1 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


ref|NR_029056.1 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


ref |NR_029038.1 
occus yeei Bacte 
s. 
ref|NR_029021.1 

502862 504310 
obacterales; Rho 


ref|NR_029014.1 
3 Lactobacillus 


ref 
lete 


NR_029012.1 
sequence 


Paracoccus yeei strain 
ria; Proteobacteria; 


Loktanella 
Loktanella 
dobacteraceae; 


Lactobacillus rossiae 
rossiae Bacteria; 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriaceae; 


Bacteria_16S 518650 518701 52 


Photorhabdus. 
Bacteria_16S 550790 550841 52 
Firmicutes; 


Bacteria_16S 572073 572124 52 


Bacteria_16S 611215 611266 52 
TMW 1.80 16S ribosomal RNA, 
Firmicutes; 


Bacteria_16S 628015 628066 52 


strain M11 16S ribosomal RNA, partial sequence 


Proteobacteria; 


46876 


Bacteria_16S 661328 661379 52 


pinnipedialis strain A/G14/99/10 16S ribosomal 


pinnipedialis Bacteria; 


46876 


strain MV1075 16S 
Thermotogae; 


46876 


strain SCII24 16S 


Firmicutes; 


Bacteria_16S 670385 670408 52 


Bacteria_16S 678125 678176 52 


103 
ain KU-3 16S ribosomal RNA, partial se 
Lactobacillales; 
103 

rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


103 
complete s 
Lactobacillales; 
103 


Bacillales; 
75 
ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 
103 

ribosomal RNA, partial sequence 


Photorhabdus. 
103 

luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteoba 
Enterobacteriaceae; 


gi 


gi 


gi 


gi 


Lactob 
gi 


627341 62884 
Gammaproteobacteria; Enterobacteriales; 
103 


gi 
RNA, par 
Jeotgal 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


46876 


grignonense strai 
grignonense Bacte 


46876 


strain TH-3 16S r 


Bacteria_16S 679570 679621 52 


Bacteria_16S 715534 715585 52 


103 
n OgA9a 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacter 
103 
ibosomal RNA, partial sequence 


gi 


gi 


714920 71638 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


46876 


strain XINach 16S 
Proteobacteria; 


46876 


luminescens subsp. 


Enterobacteriales; 


46876 


luminescens subsp. 


Enterobacteriales; 


46876 


Bacteria_16S 721756 721807 52 


Bacteria_16S 723342 723393 52 
Photorhabdus luminescens subsp. 
Enterobacteriaceae; 
Bacteria_16S 724925 724976 52 
Photorhabdus luminescens subsp. 
Enterobacteriaceae; 


Bacteria_16S 729465 729500 42 


strain B14 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


46876 


46876 


Bacteroidia; Bacteroidales; 
780484 780535 52 


Bacteria_16S 


Bacteria_16S 788113 788164 51 


strain M39 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


103 

ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
103 
laumondii strain TTO1 16S ribosomal 


gi 


gi 


gi 


gi 


728785 73027 
Prevotellace Prevotella. 
103 
strain S-743 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


102 


gi 


gi 


Lactobacilla 


669757 67122 


677507 67890 


721087 72261 


779845 78130 


265678706 


265678685 
quence 


265678671 
sequence 
teria; Rho 


265678644 

equence 

acillaceae 
265678633 


Enterobac 
265678608 
tial seque 
icoccus. 

265678602 


265678597 


llaceae; O 
265678596 


ia; Rhizob 
265678571 


obacteriac 
265678567 


Enterobac 


265678566 
RNA, parti 


265678565 
RNA, part 


265678562 


ae; 
265678525 


ref|NR_029011.1 
sequence 517982 
cteria; Enteroba 


ref|NR_028990.1 

550095 551652 
ceae; Lactobacil 
ref |NR_028976.1 

571472 572837 
dobacterales; Rh 
ref |NR_028949.1 
10536 612079 
; Lactobacillus. 
ref |NR_028938.1 


a 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Lactobacillus 

Lactobacillus 
lus. 

Jannaschia 

Jannaschia 
odobacteraceae; 


Lactobacillus 
Lactobacillus 


Morganella morganii 


2 Morganella morganii Bacteria; 


teriaceae; Morga 
ref |NR_028913.1 
nce 660668 


ref |NR_028907.1 


nella. 
Jeotgalicoccus 
662086 Jeotgalicoccus 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


ref|NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref|NR_028901.1 
678955 680426 
iales; Brucellac 
ref|NR_028876.1 


Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


eae; Aminobacter 
ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref |NR_028870.1 
al sequence 


ref 
ial 


NR_028869.1 
sequence 


ref|NR_028866.1 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 
103 

akhurstii strain FRGO4 16S ribosomal 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 
77 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


ref|NR_028829.1 
7 Acholeplasma 


265678520 


Acholeplasma axanthum 


axanthum Bacteria; 


ref|NR_028824.1 


Methylophaga alcalica 


787469 788962 Methylophaga alcalica Bacteria; 


46876 
strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
Bacteria_16S 


46876 
ingluviei strain 
Bacteria; Firmicu 
46876 
kondratievae stra 
Bacteria; Proteob 
46876 
koreensis strain 
Bacteria; Firmicu 
46876 
strain DSS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


46876 Bacteria_16S 
salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 
46876 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 
46876 
strain SH22623 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
Bacteria_16S 


46876 
strain KMM 1406 1 
Proteobacteria; G 
46876 
acidifaciens stra 
Bacteria; Bactero 
46876 
strain Kx146A4 16 
Firmicutes; Lacto 
46876 
stercorihominis D 
stercorihominis D 
46876 
niigataensis stra 
niigataensis Bact 
46876 
aminovorans strai 
aminovorans Bacte 
46876 
temperatum strain 
temperatum Bacter 
46876 
ganghwensis strai 
ganghwensis Bacte 
46876 
psychrophilus str 
psychrophilus Bac 
46876 
halotolerans stra 
halotolerans Bact 
46876 
ATCC 43183 16S ri 
Bacteria; Bactero 
46876 
schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; 
Bacteria_16S 


46876 
gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 

46876 
Och 149 16S ribos 
Proteobacteria; A 
46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
antarcticus strain 307 16S ribosomal RNA, partial sequence 


794193 794244 52 103 gi 
B 16S ribosomal RNA, partial sequence 


808110 808161 52 103 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; 
847745 847796 52 103 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
899122 899173 52 103 gi 


Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
929997 930048 52 103 gi 


ribosomal RNA, partial sequence 


956364 956415 52 103 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


985437 985488 52 
6S ribosomal RNA, 


103 gi 


1025245 1025296 52 103 
S ribosomal RNA, partial sequence 


gi 


1066367 1066418 52 103 gi 
ammaproteobacteria; Chromatiales; Chro 
1105331 1105366 42 77 gi 
in A40 16S ribosomal RNA, partial sequ 
idetes; Bacteroidia; Bacteroidales; Ba 
1123648 1123699 52 103 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1182608 1182659 52 103 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1238542 1238593 52 103 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1240058 1240109 52 103 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1243046 1243097 52 103 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1277500 1277551 52 103 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1284998 1285049 52 103 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1286555 1286606 52 103 gi 
in YKJ-101 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Jeotgali 
1295651 1295686 42 77 gi 
bosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; Ba 
1318441 1318492 52 103 gi 
coagulans strain GA 211 16S ribosomal 


1336803 1336854 52 103 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1352112 1352163 52 
omal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 


103 gi 


Lactobacillaceae; 


265678516 

79361 
biaceae; 
265678507 
e 80741 
; Lactobac 
265678481 
nce 84713 
terales; 
265678445 
nce 89842 
nibacillus 
265678425 


929371 93083 
hodobacter 


265678408 
sequence 
acteria; 


265678387 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
Bacteria_16S 


265678361 


1024681 10260 
R 


biaceae; 
265678333 


6S ribosomal RNA, partial sequence 1065751 10671 


matiaceae; 
265678305 
ence 11046 


224581425 


1122944 11244 


illus. 
228717350 
quence 
dia; Clost 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 
a; Rhizobi 
219846127 
quence 
ia; Altero 
219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
224581415 


1295007 12963 


cteroidace 
228715349 
RNA, part 


228721486 
equence 


eobacteria 


228720499 


1351515 1352883 Roseo 


hodobacter 
228719132 


1362577 1362628 52 103 gi 


R 


R 


R 


cteroidace 


Firmicutes; 


ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028810.1 
2 808917 Lactob 
illus. 
ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref|NR_028747.1 
7 899962 Paenib 
ref |NR_028727.1 
aceae; Ruegeria. 
ref|NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref|NR_028689.1 
5 Acholeplasma 
eplasma. 

ref|NR_028663.1 
hizobium/Agrobac 
ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides. 
ref|NR_027206.1 
63 Lactobacillus 


NR_027562.1 
181973 118343 
ridiales; Eubact 
ref |NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref|NR_025644.1 
1284334 128584 


ref 


bR 


ref |NR_025643.1 
1285891 128739 


ref |NR_027196.1 
48 Bacteroides 
ae; Bacteroides. 
ref|NR_027521.1 
ial sequence 


ref|NR_027609.1 
1336206 133758 
Rhodobacterale 


’ 


ref 
bact 
acea 
ref 


NR_027593.1 
er litoralis 
e; Roseobact 
NR_027580.1 


Bacillales; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Lactobacillus 
acillus ingluviei 


Paracoccus 
ccus kondratievae 
Paracoccus. 
Paenibacillus 
acillus koreensis 


Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Acholeplasma vituli 


vituli Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Rheinheimera pacifica 


pacifica Bacteria; 


Bacteroides 
oides acidifaciens 


Lactobacillus antri 
antri Bacteria; 


Anaerofustis 

4 Anaerofustis 

eriaceae; Anaerofustis. 
Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 
Thalassomonas 

8 Thalassomonas 

lliaceae; Thalassomonas. 
Jeotgalicoccus 

0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Bacteroides stercoris 


stercoris ATCC 43183 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Phaeobacter 

7 Phaeobacter 

s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 


1361976 1363364 Octadecabacter antarcticus 307 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 


46876 
strain HTCC2516 1 
Bacteria; Proteob 
46876 
turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 
46876 
HEL-45 16S riboso 


46876 
strain KA3 16S ri 
Thermotogae; Ther 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1370183 1370234 52 
6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; Rhodobacterales; R 
1377811 1377862 51 
7902 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; 


1379290 1379341 52 

mal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
1395769 1395792 52 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


103 gi| 228718299 


228717562 
13771 


102 gi 


103 gi| 228717469 


1378686 1380064 Oceanibul 


75 gi|228715882 
1395106 13965 


ref 


ref 


ref 


ref 


67 1378635 Tered 


NR_027572.1 


NR_027564.1 


NR_027563.1 


NR_027541.1 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 
hodobacteraceae; 


Oceanicola. 
Teredinibacter 


inibacter turnerae T7901 
Alteromonadales genera incertae sedis; 


Oceanibulbus indolifex 


bus indolifex HEL-45 Bacteria; 
Oceanibulbus. 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


46876 


1433716 1433767 52 103 


strain GD521 16S 


Firmicutes; Bacillales; Staphylococcus. 
46876 Bacteria_16S 1444497 1444548 52 103 224581424 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 


stenotrophicus Ba 
Thalassobacter. 
46876 
strain SK-1T 16S 
Proteobacteria; G 
46876 
strain LTH 5753 1 
Firmicutes; Lacto 
46876 
subsp. 
subsp. 
46876 
tianshanense stra 


sciuri str 
sciuri Bac 


tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 
Mesorhizobium. 
46876 Bacteria_16S 1498914 1498965 52 103 gi|219846656 


51271 16S ribosomal RNA, 


Firmicutes; Clost 
46876 


strain USDA 9030 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 


1459421 1459472 52 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1477666 1477717 52 
6S ribosomal RNA, partial sequence 1476987 14785 


cteria; Proteobacteria; Alphaproteobac 


1433051 14345 


teria; 


103 
1458766 14602 


103 


224581433 


224581413 


Enterobac 
219878440 


ref|NR_027215.1| Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


ref|NR_027205.1] Thalassobacter 
1443876 1445340 Thalassobacter 


Rhodobacterales; Rhodobacteraceae; 


ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 
teriaceae; Xenorhabdus. 

ref|NR_025579.1| Lactobacillus spicheri 
22 Lactobacillus spicheri Bacteria; 


bacillales; 
Bacteria_16S 


teria; 
Bacteria_16S 


Bacteria_16S 


Firmicutes; 


complete sequence 


ridia; Clostridiales; Lachnospiraceae; Catonella 
1503302 1503353 52 


Lactobacillaceae; 
1479237 1479288 52 
ain DSM 20345 16S ribosomal RNA, 
Bacillales; 
1485320 1485371 52 
in A-1BS 16S ribosomal RNA, partial sequence 


Lactobacillus. 

103 gi| 219878381 
complete sequen 
Staphylococcus. 
103 gi| 219857250 


1498269 1499735 Caton 


103 gi|219846475 


ref 


ref 


bial 


ref 
ella 


ref 


ce 1478573 14801 


1484704 14861 


NR_025520.1 


NR_024880.1 
es; 


NR_026248.1 
morbi ATCC 


NR_026067.1 


Staphylococcus sciuri 


00 Staphylococcus sciuri 


Mesorhizobium 


79 Mesorhizobium 
Phyllobacteriaceae; 


Catonella morbi ATCC 
51271 Bacteria; 


Rhizobium tropici 


46876 


1525950 1526001 52 103 gi 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Bacteria_16S 


219857499 


57 Rhizobium tropici Bacteria; 


biaceae; Rhizobium/Agrobacterium group; Rhizobium. 


strain ATCC 25258 
Bacteria; 
46876 
strain KMM 231 16 
Proteobacteria; G 
46876 
strain ATCC 29914 
Proteobacteria; G 
46876 
Bacteria; Proteob 
46876 
americanum strain 
americanum Bacter 
Sinorhizobium/Ens 
46876 


antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Roseisalinus. 

46876 Bacteria_16S 1612393 1612444 52 103 gi| 219878468 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Loktanella. 

46876 Bacteria_16S 1656442 1656493 52 103 gi| 219878437 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; 
1708442 1708493 52 
ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


46876 
strain OSBAC1 16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 


Bacteria_16S 


46876 


Bacteria_16S 


16S ribosomal RNA, partial sequence 
Lactobacillales; 
1545807 1545858 52 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Idiomarinac 
1553248 1553299 52 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobac 
1569615 1569666 52 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 
1580221 1580272 52 
CFNEI 156 16S ribosomal RNA, partial sequence 


ia; Proteobacteria; Alphaproteobacteria; Rhizobi 
ifer group; Sinorhizobium. 
1610913 1610964 52 103 gi| 219878469 


1711443 1711494 52 
strain R-8904 16S ribosomal RNA, partial sequence 


Lactobacillaceae; 


15252 
Lactobac 
103 gi|219857261 
1545151 15466 


219857220 
15525 


103 gi 


219878173 
15690 
Phyll 
219878491 


103 gi 


103 gi 


Rhiz 
103 gi|219878402 
1707781 17092 


eae; 
ref 


teri 
ref 


obac 
ref 


ales 


ref 


acte 


ref 


bact 


ref 


obia 
ref 


Rhe 


103 gi| 219878400 


80 1554073 Provi 


18 1570426 Deflu 


1579624 15810 
; Rhizobiaceae; 


1610323 16117 


1611794 16132 


1655822 16572 


61 Rheinheimera 


NR_024848.1 
aceae; 


NR_025312.1 


NR_025251.1 


NR_025608.1 
rales; 
NR_025607.1 
erales; 
NR_025576.1 


les; 
NR_025541.1 


inheimera. 


ref 


NR_025539.1 


ref|NR_025087.1| Lactobacillus jensenii 
89 1526784 Lactobacillus jensenii 

illus. 

ref|NR_024892.1| Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 
Idiomarina. 


Providencia stuartii 


dencia stuartii Bacteria; 
Providencia. 


Defluvibacter 


vibacter lusatiensis 
teriaceae; Defluvibacter. 


Sinorhizobium 


60 Sinorhizobium 


Roseisalinus 


43 Roseisalinus 
Rhodobacteraceae; 


Loktanella 


08 Loktanella 
Rhodobacteraceae; 


Ochrobactrum 


74 Ochrobactrum 
Brucellaceae; 


Ochrobactrum. 
Rheinheimera baltica 
baltica Bacteria; 


Loktanella salsilacus 


1710844 1712258 Loktanella salsilacus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 


46876 Bacteria_16S 1837628 1837679 52 


103 gi| 219878310 


intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 


intestinalis Bacteria; 
46876 Bacteria_16S 


Firmicutes; 
1839191 1839242 52 


strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus 
Lactobacillaceae; 


Firmicutes; Lactobacillales; 
46876 Bacteria_16S 1861937 1861988 52 
strain ME102 16S 


46876 Bacteria_16S 
chacoense strain 
Bacteria; 
46876 


1889599 1889650 52 


Bacteria_16S 1904665 1904716 51 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 


46876 Bacteria_16S 1908973 1909023 52 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial 


sanguinicola Bacteria; 
46876 Bacteria_16S 
strain TMW 1.666 16S ribosomal RNA, 
Bacteria; Firmicutes; 
46876  Bacteria_16S 
strain DSM 30118 


Firmicutes; 
1944105 1944156 52 


Lactobacillales; 
1997673 1997724 52 


46876 Bacteria_16S 2002282 2002333 52 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


46876 Bacteria_16S 2003814 2003865 52 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


46876 Bacteria_16S 2008448 2008495 51 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
46876 Bacteria_16S 
strain MCS 18 16S 


Proteobacteria; 


2018936 2018987 52 


46876 Bacteria_16S 2020408 2020459 52 


Lactobacillales; 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; 


PR5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


complete sequence 
Lactobacillaceae; 


Gammaproteobacteria; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


103 gi| 219878309 


Lactobacillus. 
103 gi| 219878293 


103 gi|219878272 


102 gi| 219878260 


102 gi| 219878257 


103 gi|219878232 


103 gi|219878197 


16S ribosomal RNA, partial sequence 1997016 19985 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


103 gi|219878194 


103 gi| 219878193 


98 219878190 


sequence 


gi 


103 gi| 219878183 


103 gi| 219878182 


washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 


washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Maricaulis. 
46876 Bacteria_16S 
strain ATCC 51261 
Bacteroidetes; 
46876 Bacteria_16S 
johnsonii strain 
johnsonii Bacteria; 
46876 Bacteria_16S 


2072384 2072419 51 


Bacteroidia; 
2083152 2083203 52 


Firmicutes; 
2098250 2098301 52 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


ATCC 33200 16S ribosomal RNA, partial 
Lactobacillales; 


86 gi|219878142 
Prevotellaceae; 
103 gi| 219878134 


sequence 


103 gi| 219878123 


aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 


aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


Nitratireductor. 


46876 Bacteria_16S 2152783 2152834 52 


103 gi| 219857633 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 


inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 
46876 Bacteria_16S 
fructosus strain 
fructosus Bacteria; 
46876  Bacteria_16S 
ficulneus strain 
Bacteria; Firmicutes; 
46876 Bacteria_16S 


2249846 2249897 52 


Firmicutes; 
2251371 2251422 52 


Lactobacillales; 
2313770 2313821 52 


alkaliphilus strain T8 16S ribosomal RNA, partial sequence 
Salinicoccus. 


Bacteria; Firmicutes; 
46876 Bacteria_16S 


Bacillales; 
2336372 2336423 52 


FS-1 16S ribosomal RNA, partial sequence 
Fructobacillus. 


103 gi| 219857566 


DSM 20349 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Fructobacillus. 


103 gi|219857565 


103 gi| 219857520 


103 gi| 219857504 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 


thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


Roseinatronobacter. 
46876 Bacteria_16S 


2404644 2404695 52 


strain MT-1077 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Firmicutes; Lactobacillales; 


103 gi| 219857457 


Lactobacillus. 


Lactobacillaceae; 


Chromatiaceae; 


Enterobacteriales; 


2018337 20197 


Lactobacillaceae; 


Rhizobiales; 


Rhodobacterales; 


22507 


23131 


ref|NR_025449.1 


ref |NR_025448.1 


ref |NR_025432.1 


ref|NR_025411.1 


ref|NR_025399.1 


ref |NR_025396.1 
Aerococcus. 
ref|NR_025371.1 


ref |NR_025336.1 


ref |NR_025333.1 


ref |NR_025332.1 


ref |NR_025329.1 
2007792 200929 


ref |NR_025322.1 


ref |NR_025321.1 
2019809 202123 


ref |NR_025281.1 


ref|NR_025273.1 
2082477 208396 
Lactobacillus. 
ref |NR_025262.1 
2097632 209908 
Phylloba 


ref |NR_025222.1 
2152193 215360 
Rhod 


ref|NR_025154.1 
2249193 225066 


ref|NR_025153.1 
18 2252192 Fructo 


ref |NR_025108.1 
25 2314583 Salini 


ref|NR_025092.1 
2335756 233710 
Rhodo 


ref 


Oleiphilus. 


Lactobacillus 


1836949 1838461 Lactobacillus 
Lactobacillus. 


Lactobacillus hamsteri 
hamsteri Bacteria; 


Oleiphilus messinensis 


1861284 1862720 Oleiphilus messinensis Bacteria; 


Mesorhizobium 


1888988 1890453 Mesorhizobium chacoense 
Phyllobacteriaceae; Mesorhizobium. 


Thioalkalicoccus 


1904081 1905405 Thioalkalicoccus limnaeus 
Thioalkalicoccus. 


Aerococcus 


sequence 1908318 1909816 Aerococcus 
Lactobacillales; Aerococcaceae; 


Lactobacillus frumenti 


1943398 1944958 Lactobacillus frumenti 
Lactobacillus. 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
Proteus. 


Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
Leminorella. 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 
Budvicia. 


Buttiauxella 
5 Buttiauxella 


Enterobacteriaceae; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
Maricaulis. 


Maricaulis 
0 Maricaulis 


Rhodobacterales; Hyphomonadaceae; 


Prevotella enoeca 


2071729 2073175 Prevotella enoeca Bacteria; 
Prevotella. 


Lactobacillus 
3 Lactobacillus 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Salinicoccus 
coccus alkaliphilus 


Roseinatronobacter 
2 Roseinatronobacter 


bacteraceae; 


Lactobacillus kimchii 


NR_025045.1 


2403965 2405486 Lactobacillus kimchii Bacteria; 


46876 
strain CCUG 4317 
Bacteria; Firmic 
46876 


46876 
strain ACCC 1966 
Bacteria; 
46876 


46876 
strain EHS11 16S 
Bacteroidetes; B 
46876 
kitasatonis stra 
kitasatonis Bact 
46876 
strain Y223G 16S 
Proteobacteria; 

46876 
naganoensis stra 
naganoensis Bact 
46876 
vitulinus strain 
vitulinus Bacter 
46876 


delphini Bacteri 
46876 
carotinifaciens 
carotinifaciens 
Paracoccus. 

46876 
strain IFO 15467 


Bacteria_ 


Bacteria_ 
orisratti strain 
orisratti Bacteri 
Bacteria_ 


Proteob 
Bacteria_ 
strain hl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 
delphini strain ATCC 49171 16S ribosomal RNA, partial s 
Staphylococc 
Bacteria_ 


Bacteria_ 


16S 2465472 2465523 52 
9 16S ribosomal RNA, 
utes; Lactobacillales; 


16S 2495577 2495628 52 


103 gi 


103 gi 


Firmicutes; Lactobacillales; 
2623347 2623398 52 103 gi 
16S ribosomal RNA, partial sequence 


a; 
16S 
5 
16S 2631050 2631101 52 

osomal RNA, partial sequence 


103 gi 


16S 2701815 2701850 42 77 
ribosomal RNA, partial sequence 
acteroidia; Bacteroidales; 
16S 2704800 2704851 52 103 gi 
in JCM 1039 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; 
16S 2716761 2716812 52 103 
ribosomal RNA, partial sequence 


gi 


gi 


G 


16S 2874322 2874373 52 103 


gi 
cl 
eria; Firmicutes; Bacillales; 
16S 2907878 2907929 52 103 gi 
ATCC 51145 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; 


16S 2914054 2914105 52 103 


gi 
a; Firmicutes; Bacillales; 
16S 2926137 2926188 52 103 
train E-396 16S ribosomal RNA, 


gi 
s 
B 


16S 2930655 2930706 52 103 gi 


complete sequence 
Lactobacillaceae 


ATCC 700640 16S ribosomal RNA, partial 
Strept 


acteria; Alphaproteobacteria; Rhizobia 


Lact 


n ATCC53909 16S ribosomal RNA, partial 
Pullulani 


Staphylococ 


complet 
acteria; Proteobacteria; Alphaproteoba 


246 
Lactob 


’ 


s 
oc 
2 


equenc 
occace 


262 


les; Phy 


hodobact 


ae; Prev 
se 


ob 


quence 
acilla 


olwellia 


s 
ba 


equenc 
cillus 


se 
cu 


quence 
Ss. 

equence 
us. 
e 
ct 


sequen 
eria; 


219857406 


219857386 


19857249 


219857238 
2630432 26317 


219857187 
2701149 27026 
Prevotellace 
219857185 


219857177 
2716108 27175 
ammaproteobacteria; Alteromonadales; C 
219856875 


219856851 


219856847 


219856839 


219856836 
16S ribosomal RNA, partial sequence 2930007 29314 


ref |NR_024994.1 
63 2466330 Lacto 
illus. 
ref |NR_024974.1 
2494920 249625 
; Streptococcus. 
ref |NR_024879.1 
31 2624203 Mesor 
obacteriaceae; 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_024815.1 


47 
ac 


e 
ae 


27 
11 


er 


otella. 
ref |NR_024813.1 
2704122 270562 
ae; Lactobacillu 


ref |NR_024805.1 


ce 


ceae; Colwellia. 
ref |NR_024694.1 
e 2873633 287517 


ref|NR_024670.1 
2907194 290869 


ref|NR_024666.1 
2913371 291486 


ref|NR_024658.1 
2925520 292697 
odobacterales; R 


ce 
Rh 


ref|NR_024655.1 


b 


h 
M 


Lactobacillus mucosae 
acillus mucosae 


Streptococcus 
6 Streptococcus 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Methylarcula terricola 


terricola Bacteria; 


ula. 
Prevotella shahii 


38 Prevotella shahii Bacteria; 


Lactobacillus 
7 Lactobacillus 
Ss. 
Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
3 Staphylococcus 


Paracoccus 
1 Paracoccus 


hodobacteraceae; 


Oceanobacter kriegii 


58 Oceanobacter kriegii Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

46876 Bacteria_16S 2960767 2960818 52 103 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

46876 Bacteria_16S 3009609 3009660 52 103 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

46876 Bacteria_16S 3056700 3056735 42 77 gi| 219846884 |ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

46876 Bacteria_16S 3062781 3062832 52 103 gi|219846880|ref|NR_026472.1| Sulfitobacter 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

46876 Bacteria_16S 3076089 3076140 52 103 gi|219846871|ref|NR_026463.1| Rhizobium undicola 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
46876 Bacteria_16S 3085306 3085357 52 103 gi|219846865|ref|NR_026457.1| Paracoccus 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

46876 Bacteria_16S 3086751 3086802 52 103 gi|219846864|ref|NR_026456.1| Paracoccus 
denitrificans strain 381 16S ribosomal RNA, partial sequence 3086162 3087556 Paracoccus 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

46876 Bacteria_16S 3106221 3106272 52 103 gi| 219846851 |ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

46876 Bacteria_16S 3107698 3107749 52 103 gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum 
strain N2 16S ribosomal RNA, complete sequence 3107102 3108515 Rhodovulum robiginosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

46876 Bacteria_16S 3109162 3109213 52 103 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 
strain N1 16S ribosomal RNA, complete sequence 3108566 3109980 Rhodovulum iodosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

46876 Bacteria_16S 3131697 3131748 52 103 gi|219846834|ref|NR_026426.1| Mesorhizobium 


plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 


3131100 313253 


6 Mesorhizobium 


plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Mesorhizobium. 

46876 Bacteria_16S 3134687 3134738 52 103 gi|219846832|ref|NR_026424.1| Paracoccus alkenifer 
strain A901/1 16S ribosomal RNA, partial sequence 3134094 3135501 Paracoccus alkenifer Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

46876 Bacteria_16S 3143762 3143813 52 103 gi|219846826|ref|NR_026418.1| Sulfitobacter 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

46876 Bacteria_16S 3145261 3145296 42 77 gi|219846825|ref|NR_026417.1| Prevotella pallens 


strain 10371 16S ribosomal RNA, partial sequence 


3144616 31460 


69 Prevotella pallens Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

46876 Bacteria_16S 3146741 3146788 42 89 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

46876 Bacteria_16S 3162089 3162140 52 103 gi|219846814|ref|NR_026406.1| Antarctobacter 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Antarctobacter. 

46876 Bacteria_16S 3197239 3197290 52 103 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

46876 Bacteria_16S 3233385 3233408 53 76 gi|219846765|ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

46876 Bacteria_16S 3248616 3248667 52 103 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 3292367 3292428 42 103 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

46876 Bacteria_16S 3300041 3300092 51 102 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

46876 Bacteria_16S 3303146 3303197 52 103 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 


strain DSM 5351 1 
Firmicutes; Bacil 


6S ribosomal RNA, 
lales; 


complete sequence 3302462 33040 
Salinicoccus. 


46876 Bacteria_16S 3304728 3304779 52 103 gi|219846718 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 33055 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

46876 Bacteria_16S 3306268 3306319 52 103 gi| 219846717 


strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 33071 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
46876 Bacteria_16S 3322819 3322850 42 73 gi| 219846704 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequenc 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaer 
Incertae Sedis; Thermoanaerobacterium. 

46876 Bacteria_16S 3382335 3382386 51 102 gi 
thalassica strain ATCC 33146 16S ribosomal RNA, complet 
thalassica Bacteria; Proteobacteria; Gammaproteobacteri 
Methylophaga. 
46876 Bacteria_16S 


219846661 
e sequence 
a; Thiotri 
3383874 3383925 51 102 gi 
strain ATCC 35842 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
46876 Bacteria_16S 3392836 3392871 42 77 gi 
strain ATCC 43185 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidace 
46876 Bacteria_16S 3483080 3483131 52 103 gi 
acetireducens strain DSM 10703 16S ribosomal RNA, parti 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Cl 
46876 Bacteria_16S 3572995 3573030 42 77 gi| 219846527 
strain B422 16S ribosomal RNA, partial sequence 3572354 35738 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
46876 Bacteria_16S 3577494 3577545 52 103 gi| 219846524 
capsulatus strain 216 16S ribosomal RNA, complete sequence 35769 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
46876 Bacteria_16S 3578958 3579009 52 103 gi| 219846523 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 
46876 Bacteria_16S 3583529 3583580 52 103 gi| 219846520 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 


219846660 
33832 
ciricketts 
219846650 

33921 
ae; Bacter 
219846587 
al sequenc 


obactera 


04 Salinicoccus 


ref|NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026119.1 


ella. 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 


roseus Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Bacteroides caccae 
oides caccae Bacteria; 


Clostridium 

2 Clostridium 
ostridium. 

Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Blastobacter 

bacter capsulatus 
astobacter. 
Blastobacter 

9 Blastobacter 
biaceae; Blastobacter. 


v 
ref|NR_026112.1 


3582883 358438 


Clostridium 
5 Clostridium 


thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


46876 Bacteria_16S 3597415 3597466 52 103 gi| 219846509 |ref|NR_026101.1| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

46876 Bacteria_16S 3603593 3603644 52 103 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 
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46876 Bacteria_16S 3773604 3773655 52 103 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
46876 Bacteria_16S 3791726 3791777 52 103 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

46876 Bacteria_16S 3796258 3796309 52 103 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
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Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
46876 Bacteria_16S 3800750 3800801 52 103 gi|219846362|ref|NR_025953.1 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
46876 Bacteria_16S 3861451 3861502 52 103 gi|219846321|ref|NR_025911.1 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
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strain Gl 16S ribosomal RNA, partial sequence 3912908 39143 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenor 
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46876  Bacteria_16S 3953998 3954049 52 103 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 
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46876 Bacteria_16S 4152916 4152967 52 103 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

46876 Bacteria_16S 4166770 4166821 52 103 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

46876 Bacteria_16S 4168252 4168303 52 103 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

46876 Bacteria_16S 4172912 4172963 52 103 gi|219846098|ref|NR_025688.1] Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

46876 Bacteria_16S 4180608 4180659 52 103 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

46876 Bacteria_16S 4224542 4224593 52 103 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

46876 Bacteria_16S 9575 9597 51 73 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

46876 Bacteria_16S 14128 14150 51 73 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

46876 Bacteria_16S 39862 39912 52 102 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

46876 Bacteria_16S 82152 82174 51 73 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011  Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

46876 Bacteria_16S 128044 128066 51 73 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

46876 Bacteria_16S 161503 161553 52 102 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 181221 181271 52 102 gi|265678942|ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 199661 199711 53 103 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

46876 Bacteria_16S 212112 212162 52 102 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

46876 Bacteria_16S 312410 312460 52 102 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

46876 Bacteria_16S 443678 443704 51 77 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
46876 Bacteria_16S 527838 527860 51 73 gi|265678700|ref|NR_029005.1| Enhydrobacter 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

46876 Bacteria_16S 541523 541573 52 102 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
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46876 Bacteria_16S 575056 575078 51 73 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
46876  Bacteria_16S 578041 578091 52 102 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 
46876 Bacteria_16S 587031 587053 51 73 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
46876 Bacteria_16S 589991 590041 52 102 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
46876 Bacteria_16S 602010 602036 51 77 gi|265678651|ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 
46876 Bacteria_16S 612801 612823 51 73 gi|265678643|ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
46876 Bacteria_16S 655283 655305 51 73 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 
46876 Bacteria_16S 659791 659813 51 73 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
46876 Bacteria_16S 735494 735544 52 102 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
46876 Bacteria_16S 809620 809642 51 73 gi| 265678506 |ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
46876 Bacteria_16S 864368 864394 51 77 gi|265678469|ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
46876 Bacteria_16S 937746 937768 51 73 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
46876 Bacteria_16S 965620 965642 51 73 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 
46876 Bacteria_16S 1005507 1005529 51 73 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
46876 Bacteria_16S 1013038 1013060 51 73 gi|265678369|ref|NR_028671.1| Moraxella caviae 
strain GP1l1l 16S ribosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
46876 Bacteria_16S 1014534 1014556 51 73 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
46876 Bacteria_16S 1016030 1016052 51 73 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
46876 Bacteria_16S 1017527 1017549 51 73 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
46876 Bacteria_16S 1019072 1019122 52 102 gi|265678365|ref|NR_028667.1| Staphylococcus 
succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
46876 Bacteria_16S 1181100 1181126 51 77 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 
46876 Bacteria_16S 1199233 1199259 51 at gi|228715480|ref|NR_027533.1| Dyadobacter fermentans 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 1200010 Dyadobacter fermentans DSM 18053 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Dyadobacter. 
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gi 
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gi 


RNA, partial sequence 
sphaerales; 
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gi 
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Pseudomonadales; 


gi 
14 
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gi 


gi 
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odospirillales; 


gi 
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ia; Rhodospirillales; Acetobacteraceae; Stella. 


gi 


gi 
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Gammaproteobacteria; 


gi 
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Sphingobacteria; 


gi 


RNA, partial sequence 


gi 


RNA, partial sequence 
Gammaproteobacteria; 


gi 


gi 


RNA, partial sequence 
Gammaproteobacteria; 


gi 


pe 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


gi 


Lent 


1543657 15451 
Flavobacteriaceae 


Moraxellace 
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Moraxellace 
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228715347 
228715346 
219846090 
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219857444 
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224581406 


219857262 


219878444 
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219878443 


219878419 
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sequenc 
Sphingoba 
219878319 
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219878318 
219878286 
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219878253 
19128 
M 


artial seq 
Stap 


partial se 
Staphy 


M 


Pseud 


ref 
1 


ref 


ref 


ref 
39 1 


ref 
zl 


isphaeraceae; 


ref 
051 


ref 


151 


ref 
81P 


Moraxellaceae; 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 
ref 


ae; 
ref 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


219878159 


burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 


burkinensis Bacteria; 


Firmicutes; Clostridia; 


ref 


uence 
hylococcus. 


quence 
lococcus. 


ence 
Clostridiaceae; 


00 Psychrobacter 
Psychrobacte 


41 Psychrobacter 
Psychrobacte 


1753455 17549 
monadales; 


e 1817180 18186 
cteriales; 


1824887 18263 


nadales; Moraxel 


1826365 18277 
Pseudomonadales; 


NR_027520.1 
293463 12949 


NR_027519.1 
13193 


NR_027518.1 
13208 


NR_025680.1 
NR_027571.1 
371035 13725 


Lentisphaer 
NR_025032.1 


NR_027225.1 


NR_027204.1 
sychrobacter 


NR_027187.1 


1469465 147099 
omonadales; 


NR_024893.1 


NR_025583.1 


Stella. 
NR_025582.1 


a humosa Bacteri 


NR_025558.1 
16832 
NR_025532.1 


NR_025531.1 


NR_025509.1 


NR_025463.1 


NR_025458.1 


NR_025457.1 


NR_025425.1 


90 Acinetobacter 
Acinetobacte 


NR_025412.1 


1887472 188893 
Pseudomonadales; 


NR_025392.1 


72 1914310 Acinet 
oraxellaceae; 


NR_025298.1 


5 


0 


4 


1 


o 


Ps 


8 


5 
Pseud 


6 
Flexi 


1 


9 
Moraxe 


Moraxe 


Ac 


Staphylococcus equorum 
6 Staphylococcus equorum 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Dialister invisus DSM 


329962 Dialister invisus DSM 15470 
Dialister. 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


Pseudoalteromonas 


403959 Pseudoalteromonas ulvae 
seudoalteromonadaceae; 


Psychrobacter 


423690 Psychrobacter maritimus 
oraxellaceae; 


ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 


Psychrobacter. 


Psychrobacter 
0 Psychrobacter 


Moraxellaceae; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 
; Arenibacter. 


Stella vacuolata 


52 Stella vacuolata Bacteria; 
raceae; 


Stella humosa strain 
a; Proteobacteria; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Psychrobacter 
luti Bacteria; 
r. 
Psychrobacter 
fozii Bacteria; 
rs 
Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


luti 


fozii 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 
llaceae; Psychrobacter. 
Acinetobacter parvus 
parvus Bacteria; 

r. 

Acinetobacter 

7 Acinetobacter 
llaceae; Acinetobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 


Anaeroarcus 


2048758 2050263 Anaeroarcus 
Clostridiales; Veillonellaceae; Anaeroarcus. 


46876 Bacteria_16S 
KMM 3909 16S ribo 
Flavobacteria; Fl 
46876 Bacteria_16S 
illinoisensis str 
illinoisensis Bac 
Alkanindiges. 

46876 Bacteria_16S 
strain YKJ-103 16 
Proteobacteria; 


46876 Bacteria_16S 
ruthenica strain 
Bacteria; Proteobacteria; 


Pseudoalteromonas 
46876 Bacteria_16S 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 
46876 Bacteria_16S 
flavipulchra stra 
flavipulchra Bacteria; 
Pseudoalteromonas 
46876 Bacteria_16S 
sublithincola str 
sublithincola Bac 
46876 Bacteria_16S 
peptidivorans str 
peptidivorans Bac 
46876 Bacteria_16S 


46876 Bacteria_16S 


somal RNA, partial seq 
avobacteriales; 


ain MVAB Hexl 16S ribo 
teria; 
S ribosomal RNA, parti 


Gammaproteobacteria; Ps 


KMM300 16S ribosomal R 


ain KMM 3549 16S ribos 
teria; 


in NCIMB2033 16S ribos 


teria; 


teria; 


2096796 2096822 51 


Flavob 
2107381 2107403 51 


Proteobacteria; 


2175561 2175583 51 


2271443 2271465 51 


2272915 2272937 51 
Proteobacteria; 
2291111 2291133 51 


Proteobacteria; 


2423194 2423220 51 


Bacteroidetes; 
2435101 2435151 52 


Firmicutes; 
2474468 2474514 56 


2475963 2476009 56 


77 


73 


somal RNA, 
Gammaproteobacter 


73 


al sequence 
eudomonadales; 


73 


73 


omal RNA, partia 
Gammaproteobacter 


73 


omal RNA, partia 
Gammaproteobacte 


77 


ain QSSC9-3 16S ribosomal RNA, partial 
Flavobacteria; 
102 
ain TMC4 16S ribosomal RNA, partial sequence 
Clostridia; 

102 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycopl 
102 


strain 4822 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


46876 
acidaminophila st 


Bacteria_16S 


acidaminophila Bacteria; 


46876 Bacteria_16S 
frigidicarnis str 
frigidicarnis Bac 
46876 Bacteria_16S 
okhotskensis stra 
okhotskensis Bacteria; 
Psychrobacter. 
46876  Bacteria_16S 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequ 
ria; Firmicutes; Bacillales; Alicyclobac 


sendaiensis Bacte 
46876 Bacteria_16S 
cycloheptanicus s 
cycloheptanicus B 
46876 Bacteria_16S 
herbarius strain 
Bacteria; 
46876 
haemolyticum stra 
haemolyticum Bacteria; 
46876 Bacteria_16S 

nitritogenes stra 
nitritogenes Bacteria; 
46876 Bacteria_16S 

strain JCM 6484 1 
Firmicutes; Clostridia 
46876 Bacteria_16S 

strain JCM 9989 1 
Firmicutes; Clostridia 
46876 Bacteria_16S 


Bacteria_16S 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 
Firmicutes; 


pasteuri Bacteria; 
46876 Bacteria_16S 


teria; 


acteria; 


2566431 2566481 52 


Firmicutes; 
2569414 2569464 52 


Firmicutes; 
2715218 2715240 51 


Proteobacteria; 
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Pseudoalteromonas 
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4 Pseudoalteromonas 
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Pseudoalteromonas 
9 Pseudoalteromonas 
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eriaceae; Aequorivita. 
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Mycoplasma 
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4 Staphylococcus 
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46876 Bacteria_16S 2912510 2912560 52 102 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
46876 Bacteria_16S 2915597 2915647 52 102 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
46876 Bacteria_16S 2917139 2917189 52 102 gi|219856845|ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 
46876 Bacteria_16S 3029221 3029271 52 102 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 
46876 Bacteria_16S 3035331 3035381 52 102 gi|219846899|ref|NR_026491.1]| Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
46876 Bacteria_16S 3230294 3230344 52 102 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus ivorii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 
46876 Bacteria_16S 3286297 3286347 52 102 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
46876 Bacteria_16S 3411130 3411180 52 102 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
46876  Bacteria_16S 3420064 3420086 51 73 gi|219846631|ref|NR_026223.1| Pseudoalteromonas 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
46876 Bacteria_16S 3421542 3421564 51 73 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
46876 Bacteria_16S 3423026 3423048 51 73 gi|219846629|ref|NR_026221.1| Pseudoalteromonas 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
46876 Bacteria_16S 3424509 3424531 51 73 gi|219846628|ref|NR_026220.1| Pseudoalteromonas 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 3423861 3425283 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonadaceae; Pseudoalteromonas. 
46876 Bacteria_16S 3425986 3426008 51 73 gi|219846627|ref|NR_026219.1| Pseudoalteromonas 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 3426769 Pseudoalteromonas 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
46876 Bacteria_16S 3427468 3427490 51 73 gi|219846626|ref|NR_026218.1| Pseudoalteromonas 
atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 3426820 3428242 Pseudoalteromonas 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
46876 Bacteria_16S 3437449 3437471 51 73 gi|219846618|ref|NR_026210.1| Acinetobacter 
radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
46876 Bacteria_16S 3438958 3438980 51 73 gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii 
DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
46876 Bacteria_16S 3440468 3440490 51 73 gi|219846616|ref|NR_026208.1| Acinetobacter junii 
strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
46876 Bacteria_16S 3441977 3441999 51 73 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 
46876 Bacteria_16S 3443487 3443509 51 73 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
46876 Bacteria_16S 3501286 3501336 52 102 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
46876 Bacteria_16S 3519525 3519571 56 102 gi|219846563|ref|NR_026155.1| Mycoplasma genitalium 
strain ATCC 33530 16S ribosomal RNA, partial sequence 3518849 3520338 Mycoplasma genitalium 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
46876 Bacteria_16S 3528661 3528711 52 102 gi|219846557|ref|NR_026149.1| Clostridium quinii 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 


Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; 


Clostridium. 


46876 


homopropionicum strain DSM 5847 16S ribosomal RNA, partia 


Bacteria_16S 


3530159 3530209 52 


homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; 


46876 


DSM 316 16S ribosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


46876 


strain DSM 286 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


46876 


strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 35479 
Bacteroidetes; 


46876 


paraputrificum st 
paraputrificum Ba 


46876 


strain NCFB 2890 
Firmicutes; 


46876 


strain C8ST5 16S 
Bacteroidetes; 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Fl 
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Clostridiales; 
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3533133 3533183 52 

Clostridiales; 
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3550212 3550262 52 


Firmicutes; 
3614165 3614211 52 


Bacteroidales; 


rain ATCC 25780 16S ribosomal RNA, parti 
cteria; 


16S ribosomal RNA, partial sequence 3613485 36150 
Lactobacillales; 


09 Alloiococcus 


strain Pasteur II 
Firmicutes; Clost 
46876 
strain 2585 16S r 
Firmicutes; Clost 
46876 
strain AW 25 16S 
Firmicutes; Bacil 
46876 
strain 4229 16S r 
Tenericutes; Moll 
46876 
alimentarius stra 
alimentarius Bact 
Psychrobacter. 
46876 
aliena strain KMM 
Bacteria; Proteob 


Pseudoalteromonas. 


46876 
strain KMM 3941 1 
Bacteroidetes; Fl 
46876 
KMM 3905 16S ribo 
Actinobacteridae; 
46876 
thermodepolymeran 
thermodepolymeran 
Schlegelella. 

46876 


translucida Bacte 
Pseudoalteromonas 
46876 
paragorgicola str 


Pseudoalteromonas 
46876 
strain C3H-21 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
6S ribosomal RNA, partial sequence 4092900 40943 
Flavobacteriales; 
Bacteria_16S 


Bacteria_16S 
translucida strain KMM 520 16S ribosomal RNA, partial s 


Bacteria_16S 
ain KMM 3548 16S ribosomal RNA, partia 
paragorgicola Bacteria; 


Bacteria_16S 


102 gi|219846556|ref|NR_026148.1| Clostridium 
1 sequence 3529546 3531006 Clostridium 
Clostridiaceae; Clostridium. 
102 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Sarcina. 
102 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
3532506 3533966 Sarcina ventriculi Bacteria; 
Clostridiaceae; Sarcina. 
YB gi| 219846545 |ref|NR_026137.1| Porphyromonas cansulci 
87 Porphyromonas cansulci Bacteria; 
Porphyromonadaceae; Porphyromonas. 
102 gi|219846543|/ref|NR_026135.1| Clostridium 
al sequence 3549572 3551038 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
98 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 


otitis Bacteria; 


Carnobacteriaceae; Alloiococcus. 

3702052 3702078 51 77 gi|219846435|ref|NR_026026.1| Gelidibacter algens 
ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter algens Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

3711075 3711125 52 102 gi|219846429|ref|NR_026020.1| Clostridium septicum 
I 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3720045 3720095 52 102 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
ibosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3844891 3844941 52 102 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
ribosomal RNA, partial sequence 3844228 3845697 Staphylococcus warneri Bacteria; 
lales; Staphylococcus. 

3859913 3859959 56 102 gi|219846322|ref|NR_025912.1| Mycoplasma imitans 
ibosomal RNA, partial sequence 3859256 3860694 Mycoplasma imitans Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

4022374 4022396 51 73 gi|219846208|ref|NR_025798.1| Psychrobacter 
in JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

4052600 4052622 51 73 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 

3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

4093546 4093572 51 77 gi|219846157|ref|NR_025747.1| Arenibacter certesii 


avobacteria; 
4125225 4125251 51 


4189684 4189754 19 
s Bacteria; 
4213867 4213889 51 


ria; Proteobacteria; 


4215421 4215443 51 


Proteobacteria; 


4244075 4244133 19 


s strain K14 16S ribosomal RNA, partia 
Proteobacteria; 


ribosomal RNA, partial sequence 


Flavobact 


77 gi 


occaceae; Kocuria. 
89 gi| 219846083 |ref|NR_025673.1 
1 sequence 4189049 419056 
Betaproteobacteria; Burkholderiales; 
73 gi|219846065|ref|NR_025655.1 


eq 


Gammaproteobacter 


219846133 
somal RNA, partial sequence 4124587 4126026 Kocur 
Actinomycetales; Micrococcineae; Microc 
Bacteria_16S 


eriaceae; 
ref 


uence 


Gammaproteobacteria; Alteromona 
73 gi| 219846064 |ref 
1 sequence 


ia; Alteromo 


77 gi 


219722939 
4243475 42448 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; De 


46876 


Desulfovibrio. 
46876 


Hymenobacter. 


Bacteria_16S 
longreachensis strain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; 


Bacteria_16S 
roseosalivarius strain AA718 16S ribosomal RNA, partial 
roseosalivarius Bacteria; 


10990 11051 42 


Proteobacteria; 
18727 


18752 50 


Bacteroidetes; 


46876 


Firmicutes; 


Bacteria_16S 
strain 653 16S ribosomal RNA, partial sequence 
Clostridia; 


26398 26419 52 


Clostridiales; 


Clostridiaceae; 


103 gi 
complete 
Deltaproteobacte 


75 gi 


Sphingobacteria; 


73 gi 


265679056 


265679051 
sequence 


265679046 
25762 
Clostridium. 


ref 
sequence 
ria; Desulfo 


ref 


Sphingobact 


ref 
27159 


ia marina Bacter 


4213214 42147 


4214764 42162 


10342 


18082 


NR_025723.1 


1 
dales; Pseud 
NR_025654.1 
6 
nadales; Pse 
NR_024571.1 


rmabacterace 
NR_029364.1 
11910 
vibrionales; 


NR_029359.1 
19577 
Fl 


eriales; e 


37 Arenibacter certesii Bacteria; 
Arenibacter. 


Kocuria marina strain 
ia; Actinobacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


udoalteromonadaceae; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


NR_029354.1 


Clostridium roseum 


Clostridium roseum Bacteria; 


46876 
strain KB740 16S 
Proteobacteria; 
46876 
strain NCTC 279 1 
Firmicutes; Clost 
46876 
beijerinckii stra 
beijerinckii Bact 
46876 
limnophilus strai 
limnophilus Bacte 
Planctomyces. 
46876 
strain CDC F5101 
Proteobacteria; 
46876 
actinomycetemcomi 


B 


B 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; 
46876 
strain KS 0043 16 


P 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
46876 Bacteria_16S 498847 498884 52 89 gi|265678719|ref|NR_029024.1 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrog 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy 
46876 Bacteria_16S 500399 500436 52 89 gi| 265678718 |ref|NR_029023.1 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 50125 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenopha 
46876 Bacteria_16S 533900 533937 52 89 gi|265678696|ref|NR_029001.1 
strain K11 16S ribosomal RNA, partial sequence 533233 53475 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 
46876 Bacteria_16S 576531 576568 52 89 gi| 265678668 |ref|NR_028973.1 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
46876 Bacteria_16S 746052 746073 52 73 gi| 265678549 |ref|NR_028853.1 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
46876 Bacteria_16S 747427 747448 52 73 gi| 265678548 |ref|NR_028852.1 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
46876 Bacteria_16S 748802 748823 52 73 gi| 265678547 |ref|NR_028851.1 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
46876 Bacteria_16S 750177 750198 52 73 gi| 265678546 |ref|NR_028850.1 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Acinetobacter. 

46876 Bacteria_16S 751552 751573 52 73 gi| 265678545 |ref|NR_028849.1 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
46876 Bacteria_16S 752927 752948 52 73 gi| 265678544 |ref|NR_028848.1 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
46876 Bacteria_16S 754357 754394 52 89 gi| 265678543 |ref|NR_028847.1 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardio 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriac 
46876 Bacteria_16S 942390 942427 52 89 gi| 265678417 |ref|NR_028719.1 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamo 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
46876 Bacteria_16S 943953 943990 52 89 gi|265678416|ref|NR_028718.1 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenopha 
46876 Bacteria_16S 945516 945553 52 89 gi| 265678415 |ref|NR_028717.1 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrog 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy 
46876 Bacteria_16S 947076 947113 52 89 gi|265678414|ref|NR_028716.1 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Com 
Hydrogenophaga. 

46876 Bacteria_16S 948642 948679 52 89 gi| 265678413 |ref|NR_028715.1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


156958 156995 52 89 
ribosomal RNA, partial sequence 


gi 


166140 166161 52 73 gi 
ridia; Clostridiales; Clostridiaceae; 
210557 210578 52 73 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; 
218266 218319 50 103 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


289497 289534 52 89 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
292698 292719 52 73 gi 
tans strain 277/49-50(8) 16S ribosomal 


asteurellaceae; Aggregatibacter. 
307864 307901 52 89 
S ribosomal RNA, 


gi 


etaproteobacteria; Rhodocyclales; Rhod 
Bacteria_16S 
6S ribosomal RNA, partial sequence 165488 16699 


Clostrid 


complete sequence 307188 30872 


265678855 


strain PHL 16S ri 


bosomal RNA, partial sequence 


ref|NR_029161.1 


265678958|ref|NR_029266.1| Azoarcus evansii 
156293 157818 Azoarcus evansii Bacteria; 

ocyclaceae; Azoarcus. 

265678952|ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 

Clostridium. 

265678922|ref|NR_029230.1| Clostridium 

1 sequence 209908 211410 Clostridium 

iales; Clostridiaceae; Clostridium. 

265678917 |ref|NR_029225.1| Planctomyces 

equence 217606 219133 Planctomyces 

Planctomycetales; Planctomycetaceae; 

265678867|ref|NR_029173.1| Bordetella holmesii 

288824 290348 Bordetella holmesii Bacteria; 

caligenaceae; Bordetella. 

265678865 |ref|NR_029171.1| Aggregatibacter 

RNA, partial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Acinetobacter tandoii 
tandoii Bacteria; 

ry 

Acinetobacter gerneri 
gerneri Bacteria; 

came 

Acinetobacter bouvetii 
bouvetii Bacteria; 

r. 

Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 

oe 

Acinetobacter baylyi 
baylyi Bacteria; 

rs 

Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


Acidovorax temperans 


947973 949484 Acidovorax temperans Bacteria; 


46876 Bacteria_16S 950203 950240 52 


89 


strain 133 16S ribosomal RNA, partial sequence 


Proteobacteria; 


46876 Bacteria_16S 951762 951799 52 


Betaproteobacteria; Burkholderiales; Co 


89 


strain 146 16S ribosomal RNA, partial sequence 


Proteobacteria; 
46876 Bacteria_16S 
psychrophila stra 


953313 953350 52 


Betaproteobacteria; Burkholderiales; Co 


89 


gi| 265678412 


949535 95104 
mamonadace 


gi| 265678411 


951100 95259 
mamonadace 


gi|265678410 


in CA 1 16S ribosomal RNA, partial sequence 


ref 


ae; 
ref 


ae; 
ref 


952645 954156 


NR_028714.1 


Acidovorax. 
NR_028713.1 


Curvibacter. 
NR_028712.1 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 


psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

46876 Bacteria_16S 954873 954910 52 89 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

46876 Bacteria_16S 1037457 1037494 52 89 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 


strain 7-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


46876 Bacteria_16S 1193127 1193164 52 
13501 16S ribosomal RNA, 


46876 Bacteria_16S 
tataouinensis TTB 
TTB310 Bacteria; 
46876 Bacteria_16S 
cellulovorans str 
cellulovorans 743B Bacteria; Firmicutes; 
46876 Bacteria_16S 1376308 1376345 52 
naphthalenivorans 
CJ2 Bacteria; 
46876 Bacteria_16S 
strain M1063U/93 
Proteobacteria; 

46876 Bacteria_16S 
strain M2000/95/1 
Bacteria; Proteob 
46876 Bacteria_16S 
ruhlandii strain 


1197789 1197826 52 


1356626 1356647 52 


1430630 1430651 52 


1442989 1443010 52 


1456598 1456635 52 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Ac 
46876 Bacteria_16S 1465584 1465621 52 89 gi|224581409|ref|NR_027190.1 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
46876 Bacteria_16S 1468592 1468629 52 89 gi| 224581407 |ref|NR_027188.1 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
46876 Bacteria_16S 1471673 1471710 52 89 gi|224581405|ref|NR_027186.1 


piechaudii strain 
piechaudii Bacter 
46876 Bacteria_16S 
strain 8025 16S r 
Proteobacteria; 
46876 


1512316 1512337 52 


Bacteria_16S 1548826 1548863 52 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


89 


89 


310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 


73 


89 


CJ2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkh 


73 


16S ribosomal RNA, partial sequence 1429972 1 
Gammaproteobacteria; Pasteurellales; Pa 


73 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 


89 


EY3918 16S ribosomal RNA, partial sequ 


73 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; 


89 


strain B8 16S ribosomal RNA, partial sequence 


Proteobacteria; 


46876 Bacteria_16S 1550292 1550329 52 


Betaproteobacteria; Burkholderiales; 


89 


strain B6 16S ribosomal RNA, partial sequence 


Proteobacteria; 


46876 Bacteria_16S 1551760 1551797 52 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 15511 
acteria; Betaproteobacteria; Burkholde 


Bacteria; Proteob 
46876  Bacteria_16S 
kestanbolensis st 
kestanbolensis Bacteria; 
46876 Bacteria_16S 
strain SH1 16S ri 
Firmicutes; Clostridia; 
46876 Bacteria_16S 

strain LMG 3475 1 
Proteobacteria; 
46876 Bacteria_16S 
strain HK85 16S r 
Proteobacteria; 
46876 


1562191 1562220 42 


Firmicutes; 
1706886 1706907 52 


Clostridiales; 
1725225 1725262 52 


1875648 1875669 52 


Bacteria_16S 1878708 1878745 52 


Betaproteobacteria; Burkholderiales; 


89 


71 


73 


bosomal RNA, partial sequence 


89 


73 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; Pa 


89 


1036784 10382 
mamonadace 


gi|228715722 


1192457 1193978 Bordetell 
caligenace 


228715504 
e 


gi 


gi|228720131 


ain 743B 16S ribosomal RNA, partial sequence 
Clostridia; 


cl 


gi|228717818 


gi|]224581435 
steure 
224581426 
ak 
llales; 
224581416 
ence 1 


gi 


gi 


EY3860 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 


gi| 219878127 


1511717 15130 
steurellac 


Pa 


gi] 219857245 


1548180 15495 
Aquabacterium. 


gi|219857244 


1549646 15510 
Aquabacterium. 


gi|219857243 
riales; 


gi| 219846143 


rain K4 16S ribosomal RNA, partial sequence 
Bacillales; 


Bacill 
gi 


aceae; 
219878403 


1706248 17077 
Clostridiaceae; 


leak 


gi|219878391 


6S ribosomal RNA, partial sequence 1724592 17259 
Betaproteobacteria; Burkholderiales; Comamonadace 


gi|219878284 


1874987 18764 
steurellac 


gi|219878282 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 


11971 
rkholderia 
ostridiale 


13756 
olderiales; 


4314 
llac 


4423 
Pa 


4559 


ae; 
ref 


ae; 
ref 


les; 
ref 


s; C 
ref 


Co: 
ref 


eae; 
ref 


steu 
ref 


ref 


eae; 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 
ref 


eae; 


31 1198567 Ramli 


1356004 13574 


65 1377116 Polaro 


29 1443825 Actino 
Actinobacillus. 


66 1457283 Achro: 


1471041 14723 
Burkholderia 


95 Aquabacterium 


61 Aquabacterium 


12 1552529 Aquaba 


Aquaba 


1561538 156291 
Anoxyba 


Curvibacter. 
NR_027537.1 


Bordetella. 
NR_027534.1 
b 
Comamonadac 
NR_027589.1 
8 
lostridiace 
NR_027567.1 


mamonadaceae 
NR_027217.1 


Phocoenobac 
NR_027207.1 


rellaceae; 
NR_027197.1 


6 
les; Alcalig 
NR_025266.1 


Histophilu 
NR_024875.1 


NR_024874.1 


NR_024871.1 


cterium. 
NR_025733.1 


cillus. 
NR_025542.1 
NR_025530.1 


Comamonas. 
NR_025423.1 


Haemophilus 


ref 


a hinzii LMG 


ae; 


67 Curvibacter gracilis Bacteria; 


Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 
Clostridium 
9 Clostridium 
Clostridium. 
Polaromonas 
monas naphthalenivorans 
; Polaromonas. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Actinobacillus scotiae 
bacillus scotiae 


Achromobacter 


mobacter ruhlandii 


hromobacter. 
Azoarcus buckelii 


buckelii Bacteria; 


Zoogloea resiniphila 


resiniphila Bacteria; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Histophilus somni 


77 Histophilus somni Bacteria; 
s. 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Anoxybacillus 
3 Anoxybacillus 


Clostridium diolis 


30 Clostridium diolis Bacteria; 
ostridium. 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


NR_025421.1 


Limnobacter 


1878060 1879547 Limnobacter 


46876 
strain DSM 11334 
Proteobacteria; 
46876 
nitrativorans str 
nitrativorans Bac 
46876 
strain Se-1111R 1 
Proteobacteria; B 
46876 
strain 95Al 16S r 
Proteobacteria; G 
46876 
DSM 5563 16S ribo 
Gammaproteobacter 
46876 
strain 58Eu 16S r 
Proteobacteria; B 
46876 
henchirensis stra 
henchirensis Bact 
46876 
strain KF46F 16S 
Proteobacteria; 
46876 
strain K24 16S ri 
Proteobacteria; B 
46876 
strain KCTC 12005 
Proteobacteria; B 
46876 
denitrificans str 
denitrificans Bac 
46876 
strain ATCC49733 
Proteobacteria; 
46876 
strain SPS-1037 1 
Proteobacteria; B 
46876 
inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 
46876 
strain MF63 16S r 


B 


B 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1897379 1897416 52 89 gi|219878265|ref|NR_025404.1| Bordetella trematum 
16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1936445 1936482 52 89 gi| 219878237 |ref|NR_025376.1| Comamonas 
ain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

1947169 1947206 52 89 gi|219878230|ref|NR_025369.1| Bordetella petrii 
6S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1962332 1962353 52 73 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
ibosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

1999212 1999233 52 73 gi|219878196|ref|NR_025335.1| Pragia fontium strain 
somal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
ia; Enterobacteriales; Enterobacteriaceae; Pragia. 

2067707 2067744 52 89 gi|219878145|ref|NR_025284.1| Thauera terpenica 
ibosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
46876 Bacteria_16S 2534943 2535004 42 103 gi|219857354|ref|NR_024942.1 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 253578 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 
Nocardioidaceae; Friedmanniella. 

46876 Bacteria_16S 2543383 2543420 52 89 gi| 219857348 |ref|NR_024936.1 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 254422 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamon 
46876 Bacteria_16S 2544940 2544977 52 89 gi| 219857347 |ref|NR_024935.1 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 25457 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
46876 Bacteria_16S 2546496 2546533 52 89 gi|219857346|ref|NR_024934.1 
strain ATCC 19624 16S ribosomal RNA, partial sequence 2545837 2547323 Hylemo 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 
46876 Bacteria_16S 2574091 2574152 42 103 gi| 219857285 |ref|NR_024916.1 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 257495 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; De 
Desulfovibrio. 

46876 Bacteria_16S 2600182 2600203 52 73 gi|219857268|ref|NR_024899.1 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 260100 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
46876 Bacteria_16S 2601736 2601757 52 73 gi| 219857267 |ref|NR_024898.1 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 26025 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
46876 Bacteria_16S 2603290 2603311 52 73 gi|219857266|ref|NR_024897.1 


strain 177 16S ribosomal RNA, partial sequence 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
2178581 2178618 52 89 gi|219857614|ref|NR_025203.1 
in TMB834 16S ribosomal RNA, partial sequence 2177978 217937 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma! 
2304630 2304667 52 89 gi|219857526|ref|NR_025114.1 
ribosomal RNA, partial sequence 2303983 23054 
etaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 
2307729 2307766 52 89 gi|219857524|ref|NR_025112.1 
bosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphag 
2315276 2315313 52 89 gi|219857519|ref|NR_025107.1 
16S ribosomal RNA, partial sequence 2314634 2316097 Comamo 


etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

2352957 2352994 52 89 gi|219857492|ref|NR_025080.1 
ain 123 16S ribosomal RNA, partial sequence 2352316 235375 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 

2363721 2363742 52 73 gi| 219857485 |ref|NR_025073.1 
16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pasteurellaceae. 

2410794 2410831 52 89 gi| 219857453 |ref|NR_025041.1 
6S ribosomal RNA, partial sequence 2410156 24116 
etaproteobacteria; Burkholderiales; Tepidimonas. 

2415471 2415532 42 103 gi|219857450|ref|NR_025038.1 
HHQ 20 16S ribosomal RNA, partial sequence 2414827 241631 
ia; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 

2500018 2500055 52 89 gi| 219857382 |ref|NR_024970.1 
ibosomal RNA, partial sequence 2499368 25008 


monadaceae; 


Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 

a. 

Comamonas koreensis 
nas koreensis Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Mannheimia 

9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 


Mannheimia varigena 


2602614 2604117 Mannheimia varigena Bacteria; 


46876 Bacteria_16S 
strain P925 16S r 
Proteobacteria; G 
46876 Bacteria_16S 
succinogenes stra 
succinogenes Bact 
Actinobacillus. 
46876 Bacteria_16S 


2604844 2604865 52 73 
ibosomal RNA, partial sequence 


gi 


2638657 2638678 52 73 gi 


eria; Proteobacteria; 
2644830 2644867 52 89 gi 
intermedia strain S1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
46876 Bacteria_16S 2743901 2743938 52 89 gi 
strain T7 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
46876 Bacteria_16S 2749603 2749640 52 89 gi 
nitroreducens strain NA10B 16S ribosomal RNA, partial s 
nitroreducens Bacteria; Proteobacteria; Betaproteobacte 
Diaphorobacter. 
46876 Bacteria_16S 
strain IAM 12409 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
46876 Bacteria_16S 2849420 2849457 52 89 gi 
saccharophila strain DSM 654 16S ribosomal RNA, partial 
saccharophila Bacteria; Proteobacteria; Betaproteobacte 
46876 Bacteria_16S 2850971 2851016 42 87 gi 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partia 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacter 
Pseudomonas. 
46876 Bacteria_16S 


2847859 2847896 52 89 gi 


2852540 2852585 42 87 gi 
strain ATCC 19374 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
46876 Bacteria_16S 2861835 2861872 52 89 gi 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partia 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteri 
46876 Bacteria_16S 3014160 3014197 52 89 gi 
strain BSB411 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
46876 Bacteria_16S 3113709 3113746 52 89 gi 
strain DSM 12081 16S ribosomal RNA, complete sequence 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
46876 Bacteria_16S 3151328 3151389 42 103 gi 
intestinalis strain KMS2 16S ribosomal RNA, partial seq 
intestinalis Bacteria; Proteobacteria; Deltaproteobacte 
Desulfovibrio. 
46876 Bacteria_16S 3221300 3221337 52 89 gi 
lividum strain DSM 1522 16S ribosomal RNA, partial sequ 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalob 
46876 Bacteria_16S 3222819 3222856 52 89 gi|219846772|ref 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
Janthinobacterium. 

46876 Bacteria_16S 3269543 3269580 52 89 gi| 219846741 |ref 
strain Feox-1 16S ribosomal RNA, complete sequence 3268876 32703 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
46876 Bacteria_16S 3379244 3379305 42 103 gi| 219846663 |ref 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibr 
Desulfovibrio. 

46876 Bacteria_16S 3589764 3589801 52 89 gi| 219846516 |ref 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 35906 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 

46876 Bacteria_16S 3592818 3592839 52 73 gi| 219846513 |ref 


strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 
ostridiu 


Firmicutes; 
46876 


Clostridia; Clostridiales; Clostridiaceae; 
Bacteria_16S 3694594 3694615 52 73 gi 


strain P-172-71 16S ribosomal RNA, partial sequence 3693916 36953 
eurellac 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
46876 Bacteria_16S 3696031 3696052 52 73 gi 
porcinus strain NM319 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteure 


ammaproteobacteria; Pasteurellales; Pa 


in 130Z 16S ribosomal RNA, partial seq 
Gammaproteobacte 


ce 


st 


ue 
Aaah 


nce 
a; 


e 


riales; 


ma. 


uence 
a; 


eq 
ed. 


ma. 


s 
ri 


equence 
a; 


1 
ia 


v 


nadales; 


1 
a; 
219846914 


3013492 30150 
monadace 


ma 
219846846 


oc 
219846821 
uence 
ria; 


219846773 
en 


cl 
219846441 


st 
219846439 


llales; 


46876 Bacteria_16S 3763240 3763301 42 103 gi 


219846390 


219857265 
2604168 26056 
eurellac 
219857232 


Paste 


219857228 
26441 
Co: 
219857158 
2743252 27447 
monadace 
219857154 


Burkh 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
monadace 
219856891 


Burkh 
219856890 
sequence 
Pseudo: 


219856889 
28518 
Xx 
219856883 
sequence 
Burkhol 


31130 


yclaceae 


Desul 


ce 32206 


36953 
Pa 


ref 


eae; 
ref 


ref 


ref 


ae; 
ref 


ref 
ae; 


ref 


ref 


ref 


ref 


deri 
ref 


ae; 
ref 


; Az 
ref 

3 
fovi 


ref 


m. 
ref 


eae. 
ref 


steu 


2637974 26394 
urel 


82 2645662 Hydro 


mamo 


2748935 275045 


olde Coma: 


2848765 28502 


olde Coma: 


2850317 28518 
mona 
86 2853382 Pseud 


anth 


2861171 28626 


39 3114569 Azoar 


150676 31521 


51 3222119 Janth 


3222170 32236 


3378593 33800 


71 3696836 Actin 


NR_024896.1 


Mannheimia 
NR_024860.1 


lales; Past 
NR_024856.1 


nadaceae; H 
NR_024786.1 


Delftia. 
NR_024782.1 


riales; 
NR_024711.1 


Delftia. 
NR_024710.1 
6 
riales; 
NR_024709.1 
3 
dales; Pseu 
NR_024708.1 


omonadaceae. 
NR_024702.1 
a 
ales; Comamo 
NR_026506.1 


Acidovorax. 
NR_026438.1 
c 
oarcus. 
NR_026413.1 
8 
brionales; D 
NR_026365.1 
a 
acteraceae; 
NR_026364.1 
3 
Be 


deriales; O 


NR_026333.1 
NR_026255.1 


9 


ionales; s 


NR_026108.1 


NR_026105.1 


NR_026032.1 


NR_026030.1 
° 
rellaceae; A 


ref 


6 
e 


g 
y 


d 


fo} 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 


NR_025981.1 


Butyrivibrio 


fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


46876 


strain 34-P 16S r 


46876 


strain 18323 16S 


46876 


parapertussis str 
parapertussis Bac 


46876 


bronchiseptica st 
bronchiseptica Ba 


46876 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


46876 


strain NCTC 3438 
Bacteria; 


46876 


hominis strain 65 
Bacteria; 


46876 


strain SS-1 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


cteria; 


Bacteria; 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


3794743 3794780 52 


3803822 3803859 52 


3805336 3805373 52 


Proteobacteria; 
3806850 3806887 52 


Proteobacteria; 
3823752 3823773 52 


3825282 3825303 52 


3828328 3828365 52 


3853912 3853949 52 


89 


ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


89 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


89 


89 


73 


73 


complete sequence 


89 


73 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


89 


ibosomal RNA, partial sequence 


gi|219846367 


3794096 37955 


gi|219846360 


3803146 38046 


gi| 219846359 


ain 522 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi| 219846358 


rain Dog 71 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi| 219846347 


strain 536 16S ribosomal RNA, complete sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; P 


gi| 219846346 


gi| 219846344 


gi| 219846326 


3853246 38547 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


46876 


Bacteria_16S 


3855430 3855467 52 


89 


gi|219846325 


Burkholderiales; Alc 


38245 
Pasteurellaceae; 


38276 


ref|NR_025958.1 
Polaromonas. 
ref|NR_025951.1 
Bordetella. 
ref|NR_025950.1 

3804660 380612 


ref |NR_025949.1 
3806174 380763 


ref |NR_025938.1 
3823071 382454 


ref |NR_025937.1 
98 3826078 Avibac 


ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref |NR_025916.1 


ref|NR_025915.1 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 


Burkholderiales; Alcaligenaceae; Bordetella. 


Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Cardiobacterium 
bacterium hominis 

eae; Cardiobacterium. 
Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Azoarcus tolulyticus 


strain Td-21 16S 
Proteobacteria; 
46876 
strain ATH 2.2.1 
Proteobacteria; 


ribosomal RNA, partial sequence 


3961476 3961513 52 89 gi 


Betaproteobacteria; Rhodocyclales; Rhodoc 
Bacteria_16S 


3854781 38562 
yclaceae; 
219846251 
16S ribosomal RNA, partial sequence 3960828 39622 
Betaproteobacteria; Burkholderiales; Rubr 


ivivax. 


ref 


NR_025841.1 


46876 


strain FR2 16S ri 


46876 


Bacteria_16S 


Bacteria_16S 


3962979 3963016 52 


3971834 3971871 52 


89 


bosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


89 


gi|219846250 


3962329 39637 


gi| 219846244 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; 


46876 


strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 39741 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 


46876 


strain ATCC 15466 


Bacteria_16S 


Bacteria_16S 


Proteobacteria; 
3973335 3973372 52 


4037592 4037661 20 


Betaproteobacteria; 


89 


89 


16S ribosomal RNA, partial sequence 


gi| 219846243 


gi| 219846198 


Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 


46876 


strain CLN-1 16S 


46876 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


46876 


strain LMG 5911 1 
Proteobacteria; Betaproteobacteria; 


46876 


insolitus strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


insolitus Bacteria; 


46876 


strain LMG 5906 1 


46876 


strain 1502-91 16 
Bacteroidetes; 


46876 


seropedicae strai 
Bacteria; 


46876 


haemolytica strai 
haemolytica Bacte 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


in Gerl 
eria; 


6S ribo 


LMG 600 
Prot 


ria; 


4081449 4081486 52 


4123730 4123751 52 
Proteobacteria; 


4175988 4176025 52 


4177473 4177510 52 


4194315 4194352 52 


27864 27888 52 


Flavobacte 


64264 64288 52 


n Z67 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


88188 88212 52 
Bacteroidetes; 


129515 129539 52 


89 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 


73 


89 


89 


89 


76 


S ribosomal RNA, partial sequence 
Flavobacteria; 


riales; 
76 


76 


76 


strain ES2772 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Bacteroidia; 


Bacteroidale 


Ss; 


Flavoba 


complete sequ 


Fla 


Prevotellaceae; 


gi|219846165 


4080799 40822 


gi| 219846134 


- 236/81 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


gi|219846096 


somal RNA, partial sequence 4175338 41767 
Burkholderiales; Alcaligenace 


gi|219846095 


3 16S ribosomal RNA, partial sequence 
eobacteria; Betaproteobacteria; Burkholde 


gi|219846079 


6S ribosomal RNA, partial sequence 4193672 41950 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


gi| 265679045 
27210 


gi|265679021 


gi| 265679004 


n A 0404 16S ribosomal RNA, partial sequence 
Flavobacteria; 


gi| 265678976 


Burkh 


40370 


Paste 


caligenace 


28718 
cteriaceae 


ence 63592 
Ox 


vobacteria 


ref|NR_025840.1 
ae; Rhodoferax. 
ref |NR_025834.1 

3971185 397263 
olderiales; 
ref |NR_025833.1 


ceae; Duganella. 
ref|NR_025788.1 
01 4038390 Thiomo 


ref|NR_025755.1 


ref 
nce 
urellales; 


NR_025724.1 
412310 


ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 


ref|NR_025669.1 


Comamonadaceae; 


riales; Alcaligenaceae; 


37 Azoarcus tolulyticus Bacteria; 
Azoarcus. 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Brachymonas 
6 Brachymonas 
Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Volucribacter 
3 4124536 Volucribacter 


Pasteurellaceae; 


Achromobacter spanius 
Spanius Bacteria; 

r. 

Achromobacter 

6 Achromobacter 
Achromobacter. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


ae; Kerstersia. 

ref |NR_029353.1| Coenonia anatina 
Coenonia anatina Bacteria; 

; Coenonia. 

ref|NR_029329.1| Herbaspirillum 
65117 Herbaspirillum seropedicae 

alobacteraceae; Herbaspirillum. 

ref|NR_029312.1| Capnocytophaga 
87607 88985 Capnocytophaga 

les; Flavobacteriaceae; Capnocytophaga. 

ref|NR_029284.1| Prevotella dentalis 


128870 130341 Prevotella dentalis Bacteria; 


Prevotella. 


46876 Bacteria_ 
strain BAL-1 16S 


46876 Bacteria_ 
strain SEBR 7054 


16S 131042 131070 50 78 
ribosomal RNA, complete sequence 


gi 


16S 247361 247389 50 78 gi 


265678975 
130392 13190 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

265678897 
16S ribosomal RNA, partial sequence 246697 24821 


ref|NR_029283.1| Chrysiogenes arsenatis 
2 Chrysiogenes arsenatis Bacteria; 
ref|NR_029205.1| Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

46876 Bacteria_16S 263865 263889 52 76 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
46876 Bacteria_16S 266851 266875 52 76 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 


strain OXB 16S ribosomal RNA, partial sequence 


Proteobacteria; 


46876 Bacteria_ 


strain S-16 16S r 
Tenericutes; Moll 


46876 


16S 274424 274444 56 76 
ibosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


gi 


266185 26767 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
265678877 
273748 27524 


265678874 


2 Oxalobacter formigenes Bacteria; 
Oxalobacter. 

ref |NR_029183.1| Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 


ref 


strain ATCC 23392 
Tenericutes; Moll 


46876 


Bacteria_16S 278972 278992 56 76 gi 


Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 
46876 


287992 288012 56 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


76 


16S ribosomal RNA, partial sequence 


gi| 265678868 


27832 


28734 


Bacteria_16S 
californicum stra 
californicum Bact 


icutes; Mycoplasmataceae; Mycoplasma. 
300174 300194 56 76 gi 


in ST-6 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Mycopla 


265678860 


smataceae; 


Prevotella. 


46876 Bacteria_16S 304713 304741 50 78 gi| 265678857 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 30558 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

46876 Bacteria_16S 326084 326108 52 76 gi| 265678843 
strain ATCC 33779 16S ribosomal RNA, partial sequence 32539 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; 

46876 Bacteria_16S 327607 327631 52 76 gi| 265678842 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 32843 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
46876 Bacteria_16S 425147 425171 52 76 gi| 265678771 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formo 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 
46876 Bacteria_16S 535443 535467 52 76 gi| 265678695 
strain NO-502 16S ribosomal RNA, partial sequence 534808 53626 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacterac 
46876 Bacteria_16S 566042 566066 52 76 gi| 265678675 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacter 
Chryseobacterium. 

46876 Bacteria_16S 591511 591535 52 76 gi| 265678658 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidal 
46876 Bacteria_16S 621875 621899 52 76 gi| 265678637 
defluvii strain B2 16S ribosomal RNA, partial sequence 62122 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
46876 Bacteria_16S 738621 738645 52 76 gi| 265678555 


lusitanum strain 
Bacteria; 
46876 
Bacteroidetes; Fl 
46876 
strain Chj707 16S 
Bacteroidetes; Fl 
46876 


Tenericutes; Moll 
46876 


Bacteria; 
46876 
sibiricum strain 
Bacteria; 
46876 
strain IC166 16S 
Bacteroidetes; Fl 
46876 


NR_029180.1 
1 279763 Mycopl 


ref|NR_029174.1 


8 326875 Prevot 


sa algae Bacteri 


ref|NR_029000.1 
eae; Arcicella. 
ref |NR_028980.1 

565378 566823 
iales; Flavobact 


ref |NR_028963.1 
590846 592357 


Mycoplasma gateae 


asma gateae Bacteria; 


Mycoplasma felis 


a; 


1 288773 Mycoplasma felis Bacteria; 
ref|NR_029166.1| Mycoplasma 

299496 300945 Mycoplasma 
Mycoplasma. 
ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 
ref|NR_029148.1| Prevotella veroralis 


ella veroralis Bacteria; 


ref|NR_029147.1] Prevotella oulorum 

5 Prevotella oulorum Bacteria; 

ella. 

ref|NR_029076.1| Formosa algae strain 


Bacteroidetes; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Chryseobacterium 
Chryseobacterium 


eriaceae; 


Anaerophaga 


Bacteria_16S 
Bacteria_16S 
strain PG14 16S ribosomal RNA, partial sequence 


Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 


Bacteria_16S 
strain 7-2 16S ribosomal RNA, partial sequence 


P6-12 16S ribosomal RNA, 


744635 744659 52 76 gi 
avobacteria; Flavobacteriales; 
800426 800450 52 76 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


803538 803558 56 76 


gi 


gi 


icutes; Mycoplasmataceae; Mycoplasma. 
814239 814287 54 102 gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 
Bacteria_16S 


900686 900734 54 102 gi 
AL7 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 
Bacteria_16S 


1028284 1028308 52 76 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1035916 1035940 52 76 


gi 


gi 


complete sequence 73794 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
Bacteria_16S 
strain LAl 16S ribosomal RNA, partial sequence 


265678550 

744001 74541 
Flavobacteriaceae 
265678512 
799765 80123 
Flavobacteriaceae 
265678510 
802889 80433 


265678503 


265678444 


265678359 

1027642 10290 
Flavobacteriaceae 
265678354 
1035238 1036733 Herbaspirillum putei Bacteria; 


Ox 


81355 
Pis 


90001 
Pis 


Anaerophaga 

es; Marinilabiaceae; Anaerophaga. 
ref|NR_028942.1| Chryseobacterium 

9 622643 Chryseobacterium defluvii 
cteriaceae; Chryseobacterium. 
ref|NR_028859.1| Herbaspirillum 

8 739471 Herbaspirillum lusitanum 
alobacteraceae; Herbaspirillum. 
ref|NR_028854.1| Psychroflexus tropicus 
8 Psychroflexus tropicus Bacteria; 

; Psychroflexus. 
ref|NR_028815.1| Kaistella koreensis 
6 Kaistella koreensis Bacteria; 

; Kaistella. 
ref |NR_028813.1| Mycoplasma canis 
3 Mycoplasma canis Bacteria; 


ref|NR_028806.1| Thioalkalimicrobium 

9 815058 Thioalkalimicrobium cyclicum 

cirickettsiaceae; Thioalkalimicrobium. 

ref|NR_028746.1| Thioalkalimicrobium 

3. 901506 Thioalkalimicrobium sibiricum 
cirickettsiaceae; Thioalkalimicrobium. 

ref|NR_028661.1| Cellulophaga algicola 
54 Cellulophaga algicola Bacteria; 

; Cellulophaga. 


ref|NR_028656.1| Herbaspirillum putei 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 


46876 


vladivostokensis 


Bacteria_16S 
strain KMM 3516 16S ribosomal RNA, par 


1072311 1072335 52 


76 gi 


265678329 


tial sequence 


ref|NR_028631.1| Vitellibacter 


1071687 1073086 Vitellibacter 


vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

46876 Bacteria_16S 1082669 1082693 52 76 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

46876 Bacteria_16S 1167379 1167403 52 76 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

46876 Bacteria_16S 1173565 1173589 52 76 gi|228719222|ref|NR_027581.1| Capnocytophaga 


ochracea DSM 7271 
7271 Bacteria; Bacteroidetes; 


46876 


DSM 4359 16S ribo 
Thermotogae; 


46876 


AT1047 16S riboso 
Flavobacteria; Flavobacteriales; 


46876 


strain AT1013 16S 
Bacteroidetes; Flavobacteria; 


46876 


strain ELCA-2 16S 
Tenericutes; Moll 


46876 


OT-1 16S ribosoma 


Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 
46876 Bacteria_16S 1392689 1392709 56 76 gi| 228716184 
strain MP145 16S ribosomal RNA, partial sequence 1392046 13934 


Tenericutes; Moll 


46876 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


46876 


strain LMG 21970 
Bacteroidetes; Sphingobacteria; 


46876 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


46876 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


46876 


stercoricanis str 
stercoricanis Bac 


46876 


strain BA134 16S ribosomal RNA, partial sequence 


Bacteroidetes; Sphingobacteria; 


46876 


gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 


46876 


aerophilus strain 
aerophilus Bacter 


46876 


joostei strain LM 
joostei Bacteria; 


46876 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


46876 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 

Bacteria_16S 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Thermotogales; 


1202288 1202316 50 


1273154 1273178 52 


mal RNA, partial sequence 


1274576 1274600 52 


Flavobacteriaceae; 


16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; Fl 


78 gi 


Thermotoga. 


76 gi 
1272544 12 


76 gi 


ribosomal RNA, partial sequence a2 
Flavobacteriales; 


Entomoplasmataceae; Mesoplasma. 


Bacteria_16S 1278963 1278987 52 76 gi 
ribosomal RNA, partial sequence 12 
icutes; Entomoplasmatales; 

Bacteria_16S 1374771 1374795 52 76 gi 
1 RNA, partial sequence 1374101 13 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


n LMG 21980 16S riboso 
ria; 


16S ribosomal RNA, par 


n LMG 21971 16S riboso 


ria; 


eria; 


teria; 


ia; 


eria; 


is Bacteria; 


1616936 1616960 51 


1618459 1618483 51 


1619982 1620006 51 


Bacteroidetes; Sphingobacteria; 


1621505 1621529 51 
Bacteroidetes; 
1623028 1623052 52 


Proteobacteria; 


1624536 1624560 51 


1712955 1712979 52 


1906017 1906041 51 


1919730 1919754 52 


1921238 1921262 52 
Bacteroidetes; 


1965419 1965443 52 


1971219 1971243 52 


Sphingobacteriales; 


Sphingobacteria; 


Flavobacteria; 


Proteobacteria; 


icutes; Mycoplasmataceae; Mycoplasma. 


75 gi 


mal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; 


Sphingobact 
75 gi|219878464 
tial sequence 1617815 16192 
Cyclobacteria 
75 gi| 219878463 
mal RNA, partial sequence 
Sphingobact 
75 gi|219878462 


in LMG 21969 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


76 gi 


ain 5BAC4 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


75 gi 


I/26Cor1l 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


76 gi| 219878399 
75 gi| 219878259 

Sphingobacte 
76 gi| 219878248 


G 18212 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


76 gi 


in LMG 13028 16S ribosomal RNA, partial 
Flavobacteria; 


76 gi 


is strain G 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


76 gi 


Flavobacteriaceae 


1623889 16253 
Sphingobacteriales; Cyclobacteriaceae; 


Flavobacteriales; 


11729 


228715358 


219846220 


219846219 
73959 12753 


219846093 
78319 12798 


228717906 
75614 Kordi 


219878465 


Sphingobac 


219878461 


219878460 


219878247 
sequence 


Flavobacteriales; 


219878218 


73908 Sejongia 
Sejongia. 


Burkholderiales; Alcaligenaceae; 


00 1174354 Capnocytophaga ochracea DSM 
avobacteriaceae; Capnocytophaga. 
ref|NR_027530.1| Thermotoga neapolitana 


somal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
Thermotogaceae; 


ref|NR_025810.1| Sejongia jeonii strain 


jeonii Bacteria; Bacteroidetes; 


ref|NR_025809.1| Sejongia antarctica 
12 Sejongia antarctica Bacteria; 
; Sejongia. 
ref|NR_025683.1| Mesoplasma corruscae 
03 Mesoplasma corruscae Bacteria; 


ref|NR_027568.1 
a algicida OT-1 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_025604.1| Algoriphagus 
1616292 1617764 Algoriphagus 
eriales; Cyclobacteriaceae; 


ref|NR_025603.1| Algoriphagus chordae 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 

ref|NR_025602.1| Algoriphagus 

1619338 1620810 Algoriphagus 
eriales; Cyclobacteriaceae; 


ref|NR_025601.1| Algoriphagus 
1620861 1622333 Algoriphagus 
teriales; Cyclobacteriaceae; 


ref|NR_025600.1] Sutterella 
1622384 1623838 Sutterella 
Sutterella. 
ref|NR_025599.1| Belliella baltica 
33 Belliella baltica Bacteria; 
Belliella. 
ref|NR_025538.1| Flavobacterium 
1712309 1713777 Flavobacterium 
les; Flavobacteriaceae; Flavobacterium. 
ref|NR_025398.1| Hymenobacter 
1905456 1906817 Hymenobacter 
riales; Flexibacteraceae; Hymenobacter. 
ref |NR_025387.1| Chryseobacterium 
1919085 1920553 Chryseobacterium 
Flavobacteriaceae; Chryseobacterium. 
ref|NR_025386.1| Chryseobacterium 
1920604 1922061 Chryseobacterium 
Flavobacteriaceae; 


ref|NR_025357.1| Alcaligenes faecalis 
1964797 1966210 Alcaligenes faecalis 
Burkholderiales; Alcaligenaceae; 


219878214 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 


ref|NR_025353.1| Herbaspirillum 
1970584 1972049 Herbaspirillum 


46876 
strain M384 16S r 
Bacteroidetes; Ba 
46876 
strain NN0O15860 1 
Bacteroidetes; Fl 
46876 
strain NNO15840 1 
Bacteroidetes; Fl 
46876 
skagerrakense str 
skagerrakense Bac 
46876 
strain MX9 16S ri 
Tenericutes; Moll 
46876 
strain 486 16S ri 
Tenericutes; Moll 
46876 
gallopavonis stra 
Bacteria; Teneric 
46876 
strain H831 16S r 
Tenericutes; Moll 
46876 
strain BbT2g 16S 
Tenericutes; Moll 
46876 
strain 1340 16S r 
Tenericutes; Moll 
46876 
strain 105 16S ri 
Tenericutes; Moll 
46876 
strain 852 16S ri 
Tenericutes; Moll 
46876 
phocicerebrale st 
phocicerebrale Ba 
46876 
strain Ll 16S rib 
Tenericutes; Moll 
46876 
Bacteria; Proteob 
46876 
spermatophilum st 
spermatophilum Ba 
46876 
strain HRC292 16S 
Tenericutes; Moll 
46876 
strain MH5408 16S 
Tenericutes; Moll 
46876 
strain PG15 16S r 
Tenericutes; Moll 
46876 
strain R171 16S r 
Tenericutes; Moll 
46876 
strain G122 16S r 
Tenericutes; Moll 
46876 
galactanivorans s 
galactanivorans B 
46876 
strain LMG11607 1 
Bacteroidetes; Fl 
46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216415 2216435 56 76 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2279089 2279109 56 76 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2280603 2280623 56 76 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2282111 2282131 56 76 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2288092 2288116 52 76 gi 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; 
2318260 2318312 51 


Entomoplasm 
103 gi 


acteria; Gammaproteobacteria; Xanthomo 
2368289 2368309 56 76 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2369771 2369791 56 76 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371282 2371302 56 76 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2372791 2372811 56 76 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374297 2374317 56 76 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2380335 2380355 56 76 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2392553 2392577 52 76 gi 
train Dsij 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Flavobacteria; 
2407722 2407746 52 76 gi 


avobacteria; Flavobacteriales; Flavoba 


2046301 2046325 52 76 gi|219878161|ref|NR_025300.1 
ibosomal RNA, partial sequence 2045623 20471 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

2063111 2063135 52 76 gi| 219878148 |ref|NR_025287.1 
6S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2064634 2064658 52 76 gi| 219878147 |ref|NR_025286.1 
6S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2142209 2142233 52 76 gi|219857640|ref|NR_025229.1 
ain D30 16S ribosomal RNA, partial sequence 2141553 214301 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 

2199834 2199854 56 76 gi|219857599|ref|NR_025187.1 
bosomal RNA, partial sequence 2199190 22006 
icutes; Mycoplasmataceae; Mycoplasma. 

2204365 2204385 56 76 gi|219857596|ref|NR_025184.1 
bosomal RNA, partial sequence 2203720 22051 
icutes; Mycoplasmataceae; Mycoplasma. 

2205864 2205884 56 76 gi| 219857595 |ref|NR_025183.1 
in WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycopl 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2208890 2208910 56 76 gi|219857593|ref|NR_025181.1 
ibosomal RNA, partial sequence 2208244 22096 
icutes; Mycoplasmataceae; Mycoplasma. 

2214917 2214937 56 76 gi| 219857589 |ref|NR_025177.1 


2214274 22157 


219857588 


2215772 22172 


219857547 


2278443 22799 


219857546 


2279959 22814 


219857545 
equence 
lasmatacea 

219857540 


2287434 22889 


ataceae; M 
219857517 
ence 23175 
nadales; X 
219857481 
sequence 

lasmatacea 
219857480 


2369126 23705 


219857479 


2370638 23720 


219857478 


2372144 23736 


219857477 


2373653 23751 


219857473 


2379691 23811 


219857465 
sequence 
Flavobact 
219857455 


6S ribosomal RNA, partial sequence 2407067 24085 


cteriaceae 


2468599 2468647 54 102 gi 


219857404 


ref|NR_025176.1 


ref|NR_025135.1 


ref|NR_025134.1 


ref |NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_025128.1 


esoplasma. 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025069.1 

2367647 236907 
e; Mycoplasma. 
ref|NR_025068.1 


ref|NR_025067.1 


ref|NR_025066.1 


ref|NR_025065.1 


ref |NR_025061.1 


ref|NR_025053.1 

2391886 239336 
eriales; Flavoba 
ref |NR_025043.1 


; Riemerella. 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Riemerella columbina 


26 Riemerella columbina Bacteria; 


ref|NR_024992.1 


Thioalkalimicrobium 


2467928 2469361 Thioalkalimicrobium aerophilum 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


46876 
strain 3T 16S rib 
Tenericutes; Moll 
46876 
strain 383 16S ri 
Tenericutes; Moll 
46876 
strain H/T1 16S r 
Tenericutes; Moll 
46876 
strain DC333 16S 
Tenericutes; Moll 
46876 
strain B1/Tl1 16S 
Tenericutes; Moll 
46876 
strain TB 16S rib 
Tenericutes; Moll 
46876 
strain PG13 16S r 
Tenericutes; Moll 
46876 
strain CH20247 16 
Tenericutes; Moll 
46876 
strain M432/72 16 
Tenericutes; Moll 
46876 
strain 1219 16S r 
Tenericutes; Moll 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2477466 2477486 56 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478938 2478958 56 76 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480445 2480465 56 76 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481958 2481978 56 76 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483467 2483487 56 76 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484979 2484999 56 76 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486498 2486518 56 76 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488010 2488030 56 76 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489525 2489545 56 76 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491036 2491056 56 76 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


76 gi 


219857398 
2476824 24782 


219857397 
2478295 24797 


219857396 
2479798 24812 


219857395 
2481316 24827 


219857394 
2482825 24842 


219857393 
2484337 24857 


219857392 
2485849 24873 


219857391 
2487368 24888 


219857390 
2488881 24903 


219857389 
2490394 24918 


ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 
ref|NR_024985.1| Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref |NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 
ref|NR_024981.1| Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 
ref|NR_024977.1| Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


46876 Bacteria_16S 2647896 2647944 54 102 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 

46876 Bacteria_16S 2683941 2683965 52 76 gi|219857200|ref|NR_024828.1| Zobellia russellii 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

46876 Bacteria_16S 2685383 2685407 52 76 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

46876 Bacteria_16S 2686852 2686876 52 76 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

46876 Bacteria_16S 2691338 2691362 52 76 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Salegentibacter. 

46876 Bacteria_16S 2700282 2700306 52 76 gi|219857188|ref|NR_024816.1| Prevotella salivae 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

46876 Bacteria_16S 2710785 2710809 52 76 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

46876 Bacteria_16S 2718296 2718320 52 76 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

46876 Bacteria_16S 2737996 2738020 52 76 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
46876 Bacteria_16S 2758735 2758759 53 77 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

46876 Bacteria_16S 2790426 2790454 50 78 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

46876 Bacteria_16S 2811431 2811455 52 76 gi|219857109|ref|NR_024737.1| Tenacibaculum 
amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 2810779 2812222 Tenacibaculum 
amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
46876 Bacteria_16S 2812925 2812949 52 76 gi|219857108|ref|NR_024736.1| Tenacibaculum 


mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 


2812273 2813716 Tenacibaculum 


46876 Bacteria_ 
huttiense strain 


huttiense Bacteri 


Herbaspirillum. 
46876 Bacteria_ 


japonensis strain 


Bacteria; 
46876 Bacteria_ 


Proteobacteria; 


16S 2868007 


16S 2923272 


16S 3065722 


actinosclerus strain 1187 16S 


actinosclerus Bacteria; 


Hymenobacter. 
46876 Bacteria_ 


radiophilus strai 
radiophilus Bacteria; 


46876 Bacteria_ 


proteolyticus str 
proteolyticus Bacteria; 


46876 Bacteria_ 


strain LMG 2207 1 
Proteobacteria; B 


46876 Bacteria_ 
sputigena strain 


16S 


16S 


16S 


16S 3605149 


sputigena ATCC 33612 Bacteria; 


Capnocytophaga. 
46876 Bacteria_ 


gingivalis strain 
gingivalis Bacteria; 


46876 Bacteria_ 


16S 3606686 


16S 3690042 


strain UIA 16S ribosomal RNA, 


Tenericutes; Moll 


46876 


3691553 


strain G145 16S ribosomal RNA, 


Tenericutes; Moll 


46876 


anatipestifer str 
anatipestifer Bacteria; 
Bacteria_16S 


46876 


3703580 


3715571 


strain CKK 16S ribosomal RNA, 


Tenericutes; Moll 


46876 


3752589 


strain 275c 16S ribosomal RNA, 


Tenericutes; Moll 


46876 


3755628 


strain PG43 16S ribosomal RNA, 


Tenericutes; Moll 


46876 


3758637 


strain PG51 16S ribosomal RNA, 


Tenericutes; Moll 


46876 
Bacteria; Teneric 
46876 
Bacteria; Teneric 
46876 


Tenericutes; Moll 
46876 
strain PU 16S rib 
Tenericutes; Moll 
46876 
franzmannii strai 
Bacteria; 
46876 
salegens strain D 


salegens Bacteria; 


46876 
pelophila strain 
Bacteria; Proteob 
46876 


Bacteroidetes; 
Bacteria_16S 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; 
Bacteria_16S 


Bacteria_16S 


3782788 


3784271 


3785742 


3787227 


3793254 


3814522 


3838776 


Bacteroidetes; 


Flavobacteria; 


2868031 52 76 


ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


2923324 51 103 
12-3 16S ribosomal RN. 
Gammaproteobacteria; 
3065746 51 75 
ribosomal 


3166624 3166648 51 75 
n DSM 20551 16S riboso 
Deinococcus-Thermus; 
3169657 3169681 51 75 
ain DSM 20540 16S ribosomal RNA, parti 
Deinococcus-Thermus; 
3350180 3350204 52 76 


3605173 52 76 


ATCC 33612 16S ribosomal RNA, partial 
Flavobact 


Bacteroidetes; 


3606710 52 76 


ATCC 33624 16S ribosomal RNA, partial 
Bacteroidetes; 


3690062 56 76 
partial sequence 


3691573 56 76 
partial sequence 


3703604 52 76 


3715591 56 76 
complete sequence 


3752609 56 76 
partial sequence 


3755648 56 76 
partial sequence 


3758657 56 76 
partial sequence 


3782808 56 76 


in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
Bacteria_16S 
leonicaptivi stra 


3784291 56 76 


in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
Bacteria_16S 
strain LX 16S rib 


3785762 56 76 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


3787247 56 76 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


3793278 52 76 


n 301 16S ribosomal RNA, partial seque 
Flavobacteriale 


3814546 52 76 


Flavobacteria; 
3838824 54 102 


4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3856942 3856962 56 76 


strain 17529 16S ribosomal RNA, partial sequence 


se 
B 


A, partial seque 
Xanthomo 


RNA, partial se 
Sphingobacteria; 


qu 
s 


mal RNA, partial 
Deinococci; 


s 
De 


rk 


se 


s 


Flavobacteria; ob 


ia 


Flavobacteria; Fla 


Fla 


3 


hales; 
219846324 
3856288 3857724 Mycoplasma meleagridis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


dales; 
219846878 
ence 

phingobacteriales; 


219856879 
quence 
urkholderiales; 


219856841 
nce 
na 


219846810 
equence 

inococcales; 
219846808 
al 
Deinococci; 


holderiaceae; 
219846503 
quence 

eria; 


NR_024698.1| Herbaspirillum 
2867356 2868845 Herbaspirillum 
Oxalobacteraceae; 

ref 


NR_024660.1| Pseudoxanthomonas 


2922617 2924080 Pseudoxanthomonas japonensis 
Xanthomonadaceae; 


Pseudoxanthomonas. 
ref|NR_026470.1| Hymenobacter 
3065078 3066522 Hymenobacter 
Flexibacteraceae; 
ref|NR_026402.1| Deinococcus 
165996 3167465 Deinococcus 
Deinococcaceae; Deinococcus. 
NR_026400.1| Deinococcus 


Ww 


ref 


sequence 3169032 3170497 Deinococcus 
Deinococcales; 
219846684 
6S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
etaproteobacteria; Burkholderiales; Bu 


Deinococcaceae; Deinococcus. 
ref|NR_026276.1| Paucimonas lemoignei 
Paucimonas. 
ref|NR_026095.1| Capnocytophaga 

3604483 3605971 Capnocytophaga 


Flavobacteriales; Flavobacteriaceae; 


219846502 
equence 
acteriales; 
219846444 
3689398 3690858 Mycoplasma auris Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 219846443 
3690909 36923 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 
ain ATCC 11845 16S ribosomal RNA, part 
Bacteroidetes; 


219846434 
1 sequence 3702915 3704300 Riemerella 
vobacteriales; 
219846426 
3714904 37163 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 219846397 
3751943 37534 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 219846395 
3754983 37564 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 219846393 
3757993 37594 
icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


leopharyngis stra 


219846375 
ence 3 
coplas 
219846374 
ence 3 
coplas 
219846373 
3785096 37865 


7821 
ma. 


7836 
ma. 


219846372 
3786577 37880 


219846368 
nce 3 


7926 
voba 


219846353 
uence 

acteri 
219846336 


ales 


8381 
Pis 


ref|NR_026094.1| Capnocytophaga 
3606022 3607474 Capnocytophaga 
Flavobacteriaceae; Capnocytophaga. 


ref|NR_026035.1| Mycoplasma auris 


ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 
ref|NR_026025.1| Riemerella 
Flavobacteriaceae; Riemerella. 
ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


ref|NR_025988.1| Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref |NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025984.1] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025966.1| Mycoplasma 
35 3783570 Mycoplasma leopharyngis 


ref|NR_025965.1| Mycoplasma 
21 3785045 Mycoplasma leonicaptivi 


ref|NR_025964.1| Mycoplasma simbae 
26 Mycoplasma simbae Bacteria; 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


ref|NR_025959.1| Polaribacter 

06 3794045 Polaribacter franzmannii 

cteriaceae; Polaribacter. 

ref|NR_025944.1| Salegentibacter 
3813879 3815349 Salegentibacter 

; Flavobacteriaceae; Salegentibacter. 

ref|NR_025926.1| Thiomicrospira 

14 3839581 Thiomicrospira pelophila 

cirickettsiaceae; Thiomicrospira. 


ref|NR_025914.1| Mycoplasma meleagridis 


46876 


strain Q-1 16S ri 
Bacteroidetes; 


46876 


strain ATCC 29147 
Bacteroidetes; 


46876 


strain BV1 16S ri 
Tenericutes; Moll 


46876 


strain PW2 16S ri 


46876 


strain KMM 6029 
Bacteroidetes; 


46876 


strain KMM 6017 
Bacteroidetes; 


46876 


strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 39871 


Bacteroidetes; Flavobacteriales; 


46876 


strain KMM 6020 16S ribosomal RNA, partial sequence 3987206 39886 


Bacteroidetes; Flavobacteriales; 


46876 


strain KMM 6034 
Bacteroidetes; 


46876 


KMM 6031 16S ribo 
Flavobacteria; 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria _16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteroidia; 


Bacteroidia; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Flavobacteriales; 


3863013 3863037 52 


3867576 3867600 52 


3884581 3884601 56 


3945014 3945098 19 


3981900 3981924 52 


3984889 3984913 51 


3986366 3986390 52 


3987847 3987871 52 


3989325 3989349 52 


3990813 3990837 52 


3992308 3992332 52 


76 


bosomal RNA, partial sequence 
Bacteroidales; 


76 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


76 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
103 
bosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


76 


6S ribosomal RNA, partial sequence 3981260 39826 
Flavobacteriales; 


75 


6S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteria; 


76 


76 


76 


6S ribosomal RNA, partial sequence 3988683 39901 
Flavobacteriales; 


76 


somal RNA, partial sequence 3990163 3991609 Piboc 
Flavobacteriaceae; 


76 


Rikenellaceae; 


Porphyromonadaceae; 


gi|219846320 
3862330 38638 
Rikenel 
219846317 
38668 


gi 
gi|219846306 
3883911 38853 


gi| 219846262 
3944448 39458 


gi|219846237 


Flavobacteriaceae; 
gi|219846235 


gi|219846234 


Flavobacteriaceae; 
gi|219846233 


Flavobacteriaceae; 
gi|219846232 


Flavobacteriaceae; 
gi|219846231 


Pibocella. 
gi|219846230 


ref 
01 Rikenella microfusus Bacteria; 
la. 
ref 
93 3868368 Porphyromonas levii Bacteria; 
Porphyromonas. 
ref 
77 Mycoplasma corogypsi Bacteria; 


ref 
54 Acidocella facilis Bacteria; 
Acetobacteraceae; 
ref 
84 Bizionia paragorgiae Bacteria; 


ref 
67 Roseivirga ehrenbergii Bacteria; 
Sphingobacteriales; Flammeovirgaceae; 
ref 
55 Gramella echinicola Bacteria; 


ref 
32 Aquimarina muelleri Bacteria; 


ref 
12 Gillisia mitskevichiae Bacteria; 


ref 
ella 


mishustinae strai 
mishustinae Bacte 
46876 
strain SW-2 16S r 
Bacteroidetes; 
46876 
strain KMM 3944 1 
Bacteroidetes; Fl 
46876 
epiphytica strain 
epiphytica Bacter 
46876 
thalassocola stra 
thalassocola Bact 
Winogradskyella. 


Bacteria_16S 
Sphingobacteria; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


n KMM 6049 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; 
4007174 4007198 51 75 
ibosomal RNA, partial sequence 


gi 


Sphingobacteriales; Cyc 
4013300 4013324 52 76 gi 


avobacteria; Flavobacteriales; Flavoba 
4014779 4014803 52 76 gi 
KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; 
4016258 4016282 52 76 gi 
in KMM 3907 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 


Fla 


s 


Vo 


sequence 
bacteria 
219846218 
4006528 400 
lo 


6S ribosomal RNA, partial sequence 4012648 401 


80 


40 


acteriales; 
219846212 
equence 
avobacteriales; Flavobact 


les; 
ref 


ref 


ref 


ref 


46876 


strain KMM 3951 1 
Bacteroidetes; 


46876 


strain KMM 3949 1 
Bacteroidetes; 


46876 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Flavobacteria; 


Flavobacteria; 


4087587 4087611 52 


4089078 4089102 52 


4090567 4090591 52 


76 


6S ribosomal RNA, partial sequence 4086933 40 
Flavobacteriales; 


76 


6S ribosomal RNA, partial sequence 4088431 40 
Flavobacteriales; 


76 


219846161 
883 
Flavobacteriaceae; 

gi| 219846160 
898 
Flavobacteriaceae; 

gi| 219846159 


gi 


ref 
80 Maribacter ulvicola Bacteria; 


ref 
71 Maribacter aquivivus Bacteria; 


ref 


strain KMM 3947 1 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
46876 Bacteria_16S 4092065 4092089 52 76 gi|219846158|ref|NR_025748.1 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 40928 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobac 
46876 Bacteria_16S 4096475 4096499 51 75 gi|219846155|ref|NR_025745.1 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 40972 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cy 
Algoriphagus. 

46876 Bacteria_16S 4097961 4097985 51 75 gi|219846154|ref|NR_025744.1 


halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 40987 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cycloba 
46876 Bacteria_16S 4099419 4099443 53 77 gi|219846153|ref|NR_025743.1 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 41001 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cy 
Algoriphagus. 

46876 Bacteria_16S 4114580 4114604 52 76 gi|219846141|ref|NR_025731.1 


6S ribosomal RNA, partial sequence 4089922 40 


913 


NR_025910.1 


NR_025907.1 


NR_025896.1 


NR_025852.1 


Acidocel 
NR_025827.1 


Bizionia. 
NR_025825.1 


Roseivirga. 
NR_025824.1 


Gramella. 
NR_025823.1 


Aquimarina. 
NR_025822.1 


Gillisia. 
NR_025821.1 
ponti Bacte 
NR_025820.1 


3991660 39930 
Flavobacte 


Algoripha 


Winogradskyel 


4014130 40155 
Flavobacter 


4015607 40170 


NR_025751.1 


Maribacter. 
NR_025750.1 


Maribacter. 
NR_025749.1 


NR_025808.1 
03 Algoriphagus 
bacteriaceae; 
219846214 NR_025804.1 
79 Winogradskyella eximia Bacteria; 
cteriaceae; 
219846213 
equence 
Flavob 


NR_025803.1 


NR_025802.1 


9 
r 


g 


1 


5 
i 


3 
e 


4 
t 


6 
c 


4 


Cc 


7 
c 


Rikenella microfusus 


Porphyromonas levii 


Mycoplasma corogypsi 


Acidocella facilis 


la. 


Bizionia paragorgiae 


Roseivirga ehrenbergii 


Gramella echinicola 


Aquimarina muelleri 


Gillisia mitskevichiae 


Pibocella ponti strain 


ria; Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Algoriphagus marincola 


marincola Bacteria; 


us. 
Winogradskyella eximia 


a. 

Winodgradskyella 

6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 
riaceae; 


Maribacter ulvicola 


Maribacter aquivivus 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 

9 Maribacter 
eriaceae; Maribacter. 
Algoriphagus 

8 Algoriphagus 
lobacteriaceae; 


Algoriphagus 

5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 

1 Algoriphagus 
lobacteriaceae; 


Ulvibacter litoralis 


strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; 


Flavobacteriaceae; 


Ulvibacter. 


46876 
strain KMM 3902 1 
Bacteroidetes; Fl 
46876 
strain BARC 857 1 
Tenericutes; Moll 
46876 
grammopterae stra 
grammopterae Bact 
46876 
strain Y12-2 16S 

Bacteroidetes; Fl 
46876 
strain Y10-2 16S 

Bacteroidetes; Fl 
46876 
strain SW49 16S r 
Bacteroidetes; Fl 
46876 
strain BA160 16S 

Bacteroidetes; Sp 
46876 Fungi_16S 
strain IFM 10035 
Actinobacteria; 

46876 Fungi_16S 
strain IFM 078 
Actinobacteria; 
46876 Fungi_16S 
strain IFM 057 
Actinobacteria; 
46876 Fungi_16S 
strain IFM 100 
Actinobacteria; 
46876 Fungi_16S 
strain YZ-96 16S 
Actinobacteria; 

46876 Fungi_16S 
strain IFM 024 
Actinobacteria 
46876 


’ 


Fungi_16S 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


Actinobacteria; A 
46876 Fungi_16S 
yamanashiensis st 


yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Noc 
46876 
indicus strain SL 
Archaea; Euryarch 
55256 


strain HS-5 16S r 


Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophil 
55256 Bacteria_16S 567029 566908 2 120 gi| 265678674 
strain ID131577 16S ribosomal RNA, partial sequence 566874 56834 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacte 
55256 Bacteria_16S 2155185 2155148 52 89 gi|219857631 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacte 
Rubrobacteraceae; Rubrobacter. 

55256 Bacteria_16S 3665273 3665224 35 84 gi|219846461 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Pepto 
55256 Bacteria_16S 339561 339529 52 84 gi| 265678831 


strain S-182 16S 

Firmicutes; Lacto 
55256 
xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 
55256 
strain CS1 16S ri 
Firmicutes; Lacto 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
in GRUA-1 16S ribosomal RNA, partial s 
Entomop 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Archaea_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


4162284 4162308 52 76 gi 


icutes; Entomoplasmatales; 
4174455 4174479 52 76 gi 
Tenericutes; Mollicutes; 
4226077 4226101 52 76 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
4227549 4227573 52 76 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
4229021 4229045 52 76 
ibosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
4236596 4236620 51 75 
ribosomal RNA, partial sequence 
hingobacteria; 
636 701 39 104 gi 
16S ribosomal RNA, partial sequence 1 


eria; 
gi 


gi 


gi 


gi 


Actinobacteridae; Actinomycetales; Cory 


2145 2210 39 104 gi 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


3683 3748 39 104 gi 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


5243 5308 39 104 gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


6799 6864 39 104 
ribosomal RNA, partial sequence 


gi 


8301 8366 39 104 gi 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


9787 9852 39 104 gi 
ctinobacteridae; Actinomycetales; Cory 
11268 11333 39 104 gi 


rain IFM 0265 16S ribosomal RNA, parti 


ardia. 
28601 28649 54 102 gi 
43 16S ribosomal RNA, partial sequence 
aeota; Methanococci; Methanococcales; 

1704886 1704765 2 120 gi 
ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
449282 449250 52 84 gi 
ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Saccharothrix. 

513501 513469 52 84 
bosomal RNA, partial sequence 

bacillales; Lactobacillaceae; 


gi 


Lactobac 


6S ribosomal RNA, partial sequence 416 


Entomoplasmat 


4225434 42268 
Flavoba 


4226906 42283 
Flavoba 


4228378 42297 
Flavoba 


4235935 42373 
Sphingobacteriales; Cyc 


6163 
Actinobacteridae; Actinomycetales; Cory 


1704738 17061 


339450 34088 


219846106 
1641 41630 


aceae; 
219846097 

equence 

lasmatales 
219846051 


cteriaceae 
219846050 


cteriaceae 
219846049 


cteriaceae 
219846044 


lobacteria 
265678352 

1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


265678557 
27994 

Methanocal 

219878404 


cus. 
265678755 
al sequenc 
e; Actinom 


M 


ref|NR_025696.1| Algibacter lectus 
67 Algibacter lectus Bacteria; 


avobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 
4163774 4163798 52 76 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 


lasma. 

ref|NR_025687.1 
4173799 417528 

; Entomoplasmataceae; Mesoplasma. 

ref|NR_025641.1| Aequorivita crocea 

55 Aequorivita crocea Bacteria; 

; Aequorivita. 

ref|NR_025640.1| Aequorivita lipolytica 

27 Aequorivita lipolytica Bacteria; 

; Aequorivita. 

ref|NR_025639.1| Aequorivita antarctica 

99 Aequorivita antarctica Bacteria; 

; Aequorivita. 

ref|NR_025634.1| Aquiflexum balticum 

93 Aquiflexum balticum Bacteria; 

ceae; Aquiflexum. 

ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

mycetales; Corynebacterineae; 


esop 
Mesoplasma 
7 Mesoplasma 


n 


Methanocaldococcus 
ocaldococcus indicus 
dococcaceae; Methanocaldococcus. 
ref |NR_025543.1| Thermoleophilum album 
97 Thermoleophilum album Bacteria; 
aceae; Thermoleophilum. 
ref|NR_028979.1| Conexibacter woesei 
3  Conexibacter woesei Bacteria; 
raceae; Conexibacter. 
ref|NR_025220.1] Rubrobacter 

2155131 2156606 Rubrobacter 
rales; Rubrobacterineae; 


ref|NR_028861.1 
29402 Methan 


ref|NR_026053.1 
3665143 366662 

coccaceae; Dehalobacter. 

ref |NR_029136.1| Pediococcus parvulus 

5 Pediococcus parvulus Bacteria; 


Dehalobacter 
8 Dehalobacter 


265678709 


illus. 


ref|NR_029060.1| Saccharothrix 

e 449186 450615 Saccharothrix 
ycetales; Pseudonocardineae; 
ref|NR_029014.1| Lactobacillus rossiae 


513446 514813 Lactobacillus rossiae Bacteria; 


55256 
strain AS4.0578 1 


Bacteria_16S 


877241 877209 52 84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


55256 
strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 

55256 
strain E6844 16S 

Firmicutes; Lacto 
55256 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 
55256 
pretiosum subsp. 


Actinomycetales; 
55256 
pseudoavium strai 
pseudoavium Bacte 
55256 
strain B1333 16S 
Firmicutes; 
55256 
satsumensis strai 
satsumensis Bacte 
55256 


Lacto 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


880248 880216 52 84 gi 
37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


896995 896963 52 84 
ribosomal RNA, partial sequence 


gi 


265678460 


6S ribosomal RNA, partial sequence 877138 87856 


donocardin 
265678458 

88012 
ales; Pseu 


265678446 


896853 89837 


ref|NR_028763.1| Lentzea flaviverrucosa 
3 Lentzea flaviverrucosa Bacteria; 

eae; Actinosynnemataceae; Lentzea. 
ref|NR_028760.1| Lentzea californiensis 
9 881579 Lentzea californiensis 
donocardineae; Actinosynnemataceae; 


Enterococcus avium 
avium Bacteria; 


ref|NR_028748.1 
6 Enterococcus 


bacillales; Enterococcaceae; Enterococcus. 

912451 912419 52 84 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
train NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Lechevalieria. 

914009 913977 52 84 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 

Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 

962014 961982 52 84 gi| 265678403 |ref|NR_028705.1| Enterococcus 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

995831 995799 52 84 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
bacillales; Carnobacteriaceae; Granulicatella. 

1032304 1032272 52 84 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
n NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1082113 1082081 52 84 gi|265678321|ref|NR_028623.1| Lactobacillus equi 


strain YIT 0455 1 
Firmicutes; Lacto 
55256 
strain M 6 A9 16S 


Bacteria_16S 


Bacteria_16S 


Lactobac 
gi 


bacillales; Lactobacillaceae; 
1091308 1091276 52 84 
ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 1082049 10834 


illus. 
265678315 


1091188 10926 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
55256 Bacteria_16S 1160839 1160807 52 84 gi| 228721225 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 11607 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Nakamurella. 

55256 Bacteria_16S 1439350 1439318 52 84 gi| 224581428 


strain LM 036 16S 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


55256 
texasensis strain 
texasensis Bacter 
Actinosynnematace 
55256 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
55256 
strain MK27-91F2 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1535983 1535951 52 84 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1537545 1537513 52 84 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1573632 1573600 52 


84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


55256 
strain JCM 9114 1 


Bacteria_16S 


1575157 1575125 52 84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


55256 
strain LMG 21727 

Firmicutes; Lacto 
55256 
strain DSM 9172 1 
Firmicutes; Lacto 
55256 
strain DSM 20285 

Firmicutes; Lacto 
55256 
strain ATCC 43186 
Firmicutes; Lacto 
55256 
strain ATCC 43198 
Firmicutes; Lacto 
55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1587400 1587368 52 84 gi 
Enterococ 
84 gi 


bacillales; Enterococcaceae; 
1856773 1856741 52 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 
1917630 1917598 52 84 


1439230 14407 


donocardin 
219857378 
al sequenc 
Actinomyce 


219857377 
1 sequence 


Actinomyc 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 


donocardin 
219856867 


6S ribosomal RNA, partial sequence 1575051 15765 


donocardin 
219878486 


16S ribosomal RNA, partial sequence 1587284 15887 


cus. 
219878296 


6S ribosomal RNA, partial sequence 1856650 18581 


occus. 
219878249 


16S ribosomal RNA, partial sequence 1917484 19190 


bacillales; Lactobacillaceae; Pediococcus. 
2588917 2588885 52 84 gi|219857275 
16S ribosomal RNA, partial sequence 25888 
bacillales; Enterococcaceae; Enterococcus. 
2590497 2590465 52 84 gi| 219857274 
16S ribosomal RNA, partial sequence 25903 
bacillales; Enterococcaceae; Enterococcus. 
2680361 2680329 52 84 gi| 219857202 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 


psychrotolerans B 


acteria; Firmicutes; Lactobacillales; 


Carnobacte 


61 Lactobacillus equi Bacteria; 


ref|NR_028617.1 
88 Lactobacillus 


Lactobacillus algidus 
algidus Bacteria; 


ref |NR_027604.1 
39 1162206 Nakamu 
Frankineae; Na 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


’ 


ref|NR_027210.1| Lentzea violacea 
37 Lentzea violacea Bacteria; 

eae; Actinosynnemataceae; Lentzea. 
ref|NR_024966.1| Saccharothrix 

e 1535864 1537375 Saccharothrix 
tales; Pseudonocardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_024687.1| Umezawaea tangerina 

00 Umezawaea tangerina Bacteria; 

eae; Actinosynnemataceae; Umezawaea. 
ref|NR_024686.1| Lentzea waywayandensis 
26 Lentzea waywayandensis Bacteria; 

eae; Actinosynnemataceae; Lentzea. 
ref|NR_025625.1| Enterococcus italicus 
92 Enterococcus italicus Bacteria; 


ref|NR_025435.1 
69 Trichococcus 


Trichococcus palustris 
palustris Bacteria; 


ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


Enterococcus mundtii 
coccus mundtii Bacteria; 


ref|NR_024906.1 
00 2590328 Entero 


Enterococcus cecorum 
coccus cecorum Bacteria; 


ref|NR_024905.1 
79 2591887 Entero 


ref|NR_024830.1| Alkalibacterium 
2680270 2681761 Alkalibacterium 
riaceae; Alkalibacterium. 


55256 


psychrotolerans s 
psychrotolerans B 


55256 


IFO 16102 16S rib 


55256 


raffinosus strain 
raffinosus Bacter 


55256 


islandicus strain 
Bacteria; Nitrosp 


55256 


adiacens strain G 
adiacens Bacteria; 


55256 


strain NRRL B-163 
Bacteria; Actinob 


55256 


strain NRRL B-161 
Bacteria; Actinob 


55256 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


55256 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


55256 


ATCC 49176 strain 
ATCC 49176 Bacter 


55256 


strain ATCC 51266 
Firmicutes; 


55256 


balaenopterae str 
balaenopterae Bac 


55256 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


ia; 


ia; 


teria; 


2731497 2731465 52 


Firmicutes; 
2939156 2939124 52 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


3024146 3024114 52 


Firmicutes; 
3287288 3287256 52 


3931501 3931469 52 


IFU 12706 16S ribosomal RNA, 
Firmicutes; 


4030965 4030933 52 


4032515 4032483 52 


4034069 4034037 52 


4210259 4210227 52 


Saccharothrix. 
1510383 1510356 57 


GIFU 12707 16S ribosomal RNA, 


Firmicutes; 
2592067 2592040 57 


Enterococcaceae; 
3089238 3089211 57 


Firmicutes; 
3493377 3493350 57 


104 78 58 


Lactobacillales; 


84 gi 


train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


84 gi 


84 gi 


84 gi 


84 gi 
complete 


84 gi 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


84 gi 


53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


84 gi 


ain NRRL B-16149 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacteridae; 
Glycomyces. 


ria; Actinobacteria; Actinobacteridae; 
ae; 


16S ribosomal RNA, partial sequence 


Lactobacillales; Enterococcu 


84 gi 


ain M1975/96/1 16S ribosomal RNA, partia 
Lactobacillales; 


84 gi 


DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 


84 gi 


cyanea strain NA1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharomonospora. 
Bacteria_16S 


55256 
azurea strain NA1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharomonospora. 


55256 Bacteria_16S 15095 15069 58 84 gi|265679053|ref|NR_029361.1 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

55256 Bacteria_16S 25874 25844 50 80 gi|265679046|ref|NR_029354.1 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256 Bacteria_16S 153309 153279 50 80 gi|265678960|ref|NR_029268.1 


strain V 5-2 16S 
Firmicutes; 
55256 


Clostridia; 
Bacteria_16S 


34 16S ribosomal RNA, partial sequence 


1643 1617 58 84 gi 
28 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Clostridiales; Clostridiaceae; 
180697 180667 50 80 gi 


219857166 
sequence 


219856830 


2939058 29405 


219846907 


1789-79 16S ribosomal RNA, partial sequence 


Lactobacillales; Enterococcaceae; Enterococcus. 


219846729 


Rlha3 16S ribosomal RNA, partial sequence 32871 
irae; Nitrospirales; Nitrospiraceae; Thermodesul 


219846272 
sequence 


Carnobacteriaceae; 


219846202 


219846201 


219846200 


84 gi|219846068|ref|NR_025658.1 
n SA 233 16S ribosomal RNA, partial sequence 4210162 421159 
Actinomycetales; Pseudono 
84 gi| 219846273 |ref|NR_025863.1 
complete sequence 1510256 151166 
Lactobacillales; Aerococcaceae; Abiotrophia. 
84 gi| 219857273 |ref|NR_024904.1 
2591938 2593451 Entero 


s. 
219846862 


219846580 
sequence 


265679063 
1 


265679062 
1539 


153188 15467 


Oxobacter. 
265678942 


proteolyticum strain CG 16S ribosomal RNA, partial sequence 18057 


Bacteria; 
55256 
argentinense stra 


argentinense Bacteria; 
Bacteria_16S 


55256 
strain McClung 20 
Bacteria; 
55256 


Firmicutes; 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Clostridia; Clostridiales; 
206927 206897 50 80 gi 
in ATCC 27322 16S ribosomal RNA, parti 
Firmicutes; Clostridia; 
208482 208452 50 80 gi 
04 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
210033 210003 50 80 


gi 


Clostridiales; 


Clostridiaceae; 


265678924 
al sequenc 
Clo 
265678923 

20835 


Clostridiaceae; 


265678922 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


Carnobacteriaceae; 


40308 
Glycomyc 


40324 


ial sequence 
Actinomycetales; 


1 sequence 3089141 30905 
Carnobacteri 


Actinomycetale 


Pseudonocardineae; 


Pseudonocardineae; 


ref |NR_024794.1 

2731401 273285 
Marinil 
ref |NR_024649.1 
Actinosynne 
ref |NR_026499.1 

3024035 302545 


ref|NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref |NR_025862.1 
3931373 393277 
Granulicatell 
NR_025792.1 


o@ 


ref 


ineae; Glyco: 
ref |NR_025791.1 
Glyco. 
NR_025790.1 

403395 


ref 


ref|NR_026454.1 
2 
aceae; Granulica 
ref |NR_026172.1 
3493260 349458 


s; Pseudonoc 


ref |NR_029371.1 
1489 Saccha 
P 


ref |NR_029370.1 
3029 Saccha 
P 


ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 

ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 

Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Enterococcus 
9 Enterococcus 


Thermodesulfovibrio 
desulfovibrio islandicus 


Granulicatella 
8 Granulicatella 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 
Glycomycineae; 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Glycomycineae; 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Enterococcus dispar 
coccus dispar Bacteria; 


Granulicatella 
3 Granulicatella 
tella. 
Thermocrispum 
8 Thermocrispum 
ardineae; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 


seudonocardiaceae; 


Leptospira interrogans 
Leptospira interrogans 


Clostridium roseum 


Clostridium roseum Bacteria; 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium 
idium proteolyticum 


Clostridium 
Clostridium 

stridium. 

Clostridium sporogenes 
idium sporogenes 


Clostridium 


ref|NR_029230.1 
209908 211410 


Clostridium 


55256 


strain IP 2227 16 


Firmicutes; 
55256 
genavense strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 
55256 
aichiense strain 


Bacteria_16S 


Clostridia; 
Bacteria_16S 


Bacteria_16S 


2289 16S ribosomal RNA, partial sequen 


226754 226728 58 84 gi 
49005 16S ribosomal RNA, partial seque 


211588 211558 50 80 gi| 265678921 |ref|NR_029229.1 
S ribosomal RNA, partial sequence 211461 21296 
Clostridiales; Clostridiaceae; Clostridium. 
220762 220736 58 84 gi| 265678915 |ref|NR_029223.1 


ce 22065 


ales; 


265678911 
nce 22663 


Corynebacterineae; 


ref|NR_029219.1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

55256 Bacteria_16S 313433 313403 50 80 gi| 265678851 |ref|NR_029157.1 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 31331 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
55256 Bacteria_16S 437040 437014 58 84 gi| 265678763 |ref|NR_029068.1 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 


kentuckyensis Bac 
Pseudonocardiacea 


55256 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


55256 


strain E846 16S r 


55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


459964 459938 58 


624328 624302 58 


651796 651766 50 


84 


84 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


80 


strain CK55 16S ribosomal RNA, partial sequence 


Firmicutes; 
55256 Bacteria_16S 


Clostridia; Clostridiales; 
683403 683373 50 


80 


strain CK74 16S ribosomal RNA, partial sequence 


Firmicutes; 
55256  Bacteria_16S 
strain YIM90005 1 


Clostridia; Clostridiales; 
773717 773691 58 


84 


teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 


gi 


in NT 19 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


gi 


624219 62572 
nebacterineae; 


gi 


651676 65311 
Clostridiaceae; 


gi 


683287 68472 
Clostridiaceae; 


gi 


6S ribosomal RNA, partial sequence 773630 77513 


265678744 


265678635 


265678615 


265678593 


265678530 


Actinomy 


e; Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


55256 Bacteria_16S 810587 810561 58 


84 


gi 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 


montefiorense Bac 
Mycobacteriaceae; 


teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


265678505 


ref 


459859 46132 


ceta Pseudonocardineae; 


5 Mycobacterium 


NR_029049.1 
3 
les; 


NR_028940.1 


NR_028920.1 


NR_028898.1 


NR_028834.1 


Pseudonocar 
NR_028808.1 


rtial sequence 
e; Actinomycetales; 


810468 
Coryne 


55256 


strain K24 16S ri 


55256 


Bacteria_16S 


Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 
55256 
DSM 14365 16S rib 
Bacteria; Proteob 
55256 
strain 13.4 16S r 


860737 860711 58 84 gi| 265678471 

bosomal RNA, partial sequence 860647 86213 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
887881 887855 58 84 gi| 265678452 

-1520 16S ribosomal RNA, partial sequence 88778 

acteria; Actinobacteridae; Actinomycetales; Pseu 

1209315 1209277 51 89 gi| 228715350 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


55256 
strain CBS 107.95 
Bacteria; Actinob 
55256 
glauca strain K62 
Bacteria; Actinob 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1245556 1245530 58 84 gi 
ibosomal RNA, partial sequence 


1261943 1261917 58 84 gi 
16S ribosomal RNA, partial sequence 


1416197 1416171 58 84 gi 
16S ribosomal RNA, partial sequence 


55256 Bacteria_16S 1539099 1539073 58 84 gi| 219857376 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 15389 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
55256 Bacteria_16S 1540648 1540622 58 84 gi| 219857375 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Actinokineospora. 

55256 Bacteria_16S 1542208 1542182 58 84 gi| 219857374 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequenc 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Actinokineospora. 

55256 Bacteria_16S 1563062 1563036 58 84 gi| 219846103 


pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 


1209193 12106 


1245479 12468 
donocardin 


acteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


acteria; Actinobacteridae; Actinomycetales; 
Saccharomonospora. 


ales; Nann 
219857484 


219846681 
12618 
Cory 
224581447 
14160 
Pseu 


ref 


eae; 
ref 


0 Amycolatopsis 


NR_028774.1 


Pseudonocar 
NR_028754.1 


3 889225 Saccha 
donocardineae; P 


ref|NR_027522. 


ocystineae; Hali 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Mycobacterium 


9 222097 Mycobacterium genavense 
Mycobacteriaceae; 


Mycobacterium 


2 228087 Mycobacterium aichiense 
Mycobacteriaceae; 


Clostridium botulinum 


5 314767 Clostridium botulinum A 


Amycolatopsis 
438427 Amycolatopsis 


Pseudonocardineae; 


Amycolatopsis 
Amycolatopsis 


Mycobacterium palustre 
palustre Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Clostridium uliginosum 
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55256 Bacteria_16S 1662071 1662045 58 84 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
55256 Bacteria_16S 1663611 1663585 58 84 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
55256 Bacteria_16S 1665135 1665109 58 84 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
55256 Bacteria_16S 1672705 1672679 58 84 gi|219878426|ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
55256 Bacteria_16S 1674228 1674202 58 84 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


55256 Bacteria_16S 1706362 1706332 50 80 gi|219878403|ref|NR_025542.1] Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256 Bacteria_16S 1815750 1815724 58 84 gi|219878325|ref|NR_025464.1| Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
55256 Bacteria_16S 1925289 1925263 58 84 gi|219878244|ref|NR_025383.1]| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

Pseudonocardiaceae; Amycolatopsis. 


55256 Bacteria_16S 1972215 1972185 50 80 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256 Bacteria_16S 2090086 2090060 58 84 gi|219878129|ref|NR_025268.1| Mycobacterium 


heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
55256 Bacteria_16S 2138709 2138683 58 84 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
55256 Bacteria_16S 2149281 2149255 58 84 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


55256 Bacteria_16S 2341867 2341841 58 84 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
55256 Bacteria_16S 2419582 2419548 50 84 gi| 219857446 |ref|NR_025034.1| Leuconostoc kimchii 
strain IH25 16S ribosomal RNA, partial sequence 2419471 2420975 Leuconostoc kimchii Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

55256 Bacteria_16S 2434577 2434547 50 80 gi|219857431|ref|NR_025019.1| Clostridium 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256 Bacteria_16S 2463350 2463320 50 80 gi| 219857407 |ref|NR_024995.1| Clostridium 


putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256 Bacteria_16S 2553527 2553501 58 84 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 


55256 Bacteria_16S 2558242 2558208 50 84 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

55256 Bacteria_16S 2610493 2610467 58 84 gi|219857258|ref|NR_024889.1| Prauserella rugosa 


strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
55256 Bacteria_16S 2666667 2666641 58 84 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
55256 Bacteria_16S 2668185 2668159 58 84 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
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55256 Bacteria_16S 2792770 2792740 50 80 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256  Bacteria_16S 2886058 2886028 50 80 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
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55256 Bacteria_16S 1680352 1680283 16 84 gi|219878421|ref|NR_025560.1| Vulcanithermus 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 
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55256 Bacteria_16S 2550499 2550470 51 80 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

55256  Bacteria_16S 2698160 2698131 51 80 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

55256 Bacteria_16S 2711698 2711669 51 80 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

55256 Bacteria_16S 2767120 2767095 58 83 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

55256 Bacteria_16S 2768633 2768600 51 84 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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55256 Bacteria_16S 2887583 2887554 51 80 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

55256 Bacteria_16S 3722594 3722565 51 80 gi|219846419|ref|NR_026010.1] Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

55256 Bacteria_16S 16616 16588 bigs 80 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

55256 Bacteria_16S 45406 45382 60 84 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
55256 Bacteria_16S 48470 48438 52 84 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 

55256 Bacteria_16S 51625 51597 52 80 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

55256 Bacteria_16S 65265 65233 52 84 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

55256 Bacteria_16S 68289 68265 60 84 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
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acteria; Actinobacteria; Actinobacteri 


Pseudonocardia. 


93797 93765 52 


103061 103037 60 


21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


107569 107545 60 


115326 115302 60 


116885 116861 60 
0 16S ribosomal RNA, 


Corynebacterium. 
118412 118380 52 


Promicromonosporaceae; Cellulosimicrobium. 


55256 


strain CE40 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


55256 


strain Prevot 247 


55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


123001 122969 52 


126036 126004 52 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


135117 135085 52 


complete sequence 
Lactobacillaceae; 


obacteria; Actinobacteridae; Ac 


84 gi 


ain 592 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


84 gi 


dae; Actinomycetales; 
84 gi|265679000|ref|NR_029308.1 
93645 95214 Lactobacillus 
Lactobacillus. 
84 gi|265678994|ref|NR_029302.1 
102976 104435 Tsuka 


84 gi 


3895/92 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


84 gi 


16S ribosomal RNA, partial sequence 
tinobacteria; Actinobacteridae; 
Mycobacterium. 


84 gi 
partial se 


84 gi 


84 gi 


84 gi 


84 gi 


gerencseriae strain 2-606-032 16S ribosomal RNA, partia 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae 


Actinomycetaceae; 


Actinomyces. 


55256 


strain 27 16S rib 


55256 


strain ST26 16S r 


55256 


strain ST50 16S r 


55256 


strain 55134 16S 


136618 136586 52 84 gi|265678971|ref|NR_029279.1 
osomal RNA, partial sequence 136495 13800 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
138178 138146 52 84 gi|265678970|ref|NR_029278.1 
ibosomal RNA, partial sequence 138055 139531 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
139707 139675 52 84 gi| 265678969 |ref|NR_029277.1 
ibosomal RNA, partial sequence 139582 141058 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
144209 144177 52 84 gi|265678966|ref|NR_029274.1 
ribosomal RNA, partial sequence 144082 14559 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; J 
150207 150179 52 80 gi|265678962|ref|NR_029270.1 


55256 


strain W6 16S rib 
Firmicutes; 


55256 


helvolus strain D 
helvolus Bacteria; 
Pseudoclavibacter. 


55256 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


55256 


sanfranciscensis 
sanfranciscensis 


55256 


strain 2502 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
159491 159459 52 


SM 20419 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


162430 162398 52 


n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


164018 163986 52 


strain L-12 16S ribosomal RNA, partial 
Bacteria; 


Firmicutes; Lactob 
225245 225221 60 


150066 15156 
Clostridiaceae; 


84 gi 


84 gi 


84 gi 


acillales; 


265679016 


265679015 
equence 


12591 
nomycineae; 
265678972 
1 sequence 


265678956 
quence 
tinomyceta 


265678954 
ence 16233 
ales; 


265678953 
sequence 


84 gi 


265678912 


ref 
71176 
e; Actinomycetales; 


ref 
72731 


ref 


8 127358 Actino 


Ac 


NR_029324.1 
72680 


NR_029323.1 
74244 


tinomycetace 
NR_029280.1 


; Actinomycetales; 


135066 13644 
Actinomycineae; 


4 


ref 
4 163815 Brevib 
Micrococ 


ref 
163866 16543 
Lactobacillac 
ref 
225125 226581 Mycobacterium chitae Bacteria; 


NR_029264.1 
8 
Micrococcin 


NR_029262.1 
cineae; Brev 
NR_029261.1 


7 
eae; Lactoba 


Pseudonocardia 
Pseudonocardia 


Pseudonocardineae; 


Pseudonocardia 
Pseudonocardia 


Pseudonocardineae; 


Lactobacillus lindneri 
lindneri Bacteria; 


Tsukamurella pulmonis 


murella pulmonis 


Corynebacterineae; Tsukamurellaceae; 
265678990|ref|NR_029298.1| Mycobacterium 
107522 108917 Mycobacterium 
Actinomycetales; Corynebacterineae; 
265678985 |ref|NR_029293.1| Mycobacterium 
115240 116730 Mycobacterium 
Actinomycetales; Corynebacterineae; 
265678984 |ref|NR_029292.1| Corynebacterium 
quence 116781 118270 Corynebacterium 
tinomycetales; Corynebacterineae; 
265678983 |ref|NR_029291.1| Cellulosimicrobium 
equence 118321 119772 Cellulosimicrobium 
ales; Micrococcineae; 
265678980 |ref|NR_029288.1| Cellulomonas hominis 
122905 124298 Cellulomonas hominis Bacteria; 
ococcineae; Cellulomonadaceae; Cellulomonas. 
265678978 |ref|NR_029286.1| Actinomyces meyeri 


myces meyeri Bacteria; 
ae; Actinomyces. 
Actinomyces 
Actinomyces 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Clostridium litorale 


6 Clostridium litorale Bacteria; 
Clostridium. 

ref 
159387 16084 
les; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Lactobacillus 
Lactobacillus 
cillus. 


NR_029220.1 


Mycobacterium chitae 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


55256 Bacteria_16S 
strain 47001 16S 


55256 Bacteria_16S 


strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


55256 Bacteria_16S 
novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 
55256 Bacteria_16S 


coprophilus strain CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


coprophilus Bacte 
Rhodococcus. 
55256  Bacteria_16S 


228258 228234 60 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


229766 229742 60 


242238 242214 60 


ain 73 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


245281 245257 60 


261715 261683 52 


radiotolerans strain P 1 16S ribosomal RNA, 


radiotolerans Bac 
Rubrobacteraceae; 
55256 Bacteria_16S 
strain MCRL 0044 


55256 Bacteria_16S 
strain Kol5a 16S 


teria; Actinobacteria; 
Rubrobacter. 


264795 264763 52 


290530 290506 57 


ribosomal RNA, partial sequence 


84 gi|265678910|ref|NR_029218.1 
228138 229595 Mycobacterium 
nebacterineae; Mycobacteri 

84 gi| 265678909 |ref|NR_029217.1 
229646 231103 Mycobacterium 


84 gi 


complete sequence 


84 gi 


84 gi 


complete sequence 
Rubrobacteridae; 


84 gi 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


Aquificae; Aquificales; Aquificaceae; Aquifex. 


55256 Bacteria_16S 
strain F 628 16S 


55256 Bacteria_16S 


strain B-3 16S ribosomal RNA, partial sequence 


296706 296682 60 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


302638 302606 52 


81 gi 
29 
84 gi 
29 


84 gi 


302503 30397 


265678866 
0399 29196 


265678862 
6587 29794 


265678858 


donocardineae; 


nebacterineae; 


Pseudonoca 


ref|NR_029172.1 


ref|NR_029168.1 
9 Mycobacterium 
Mycobacter 


ref |NR_029164.1 


i 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 


nebacterineae; Mycobacteriaceae; Mycobacterium. 
265678900|ref|NR_029208.1| Mycobacterium 

242123 243639 Mycobacterium 
e; Actinomycetales; Corynebacterineae; 
265678898 | ref |NR_029206.1| Rhodococcus 
equence 245166 246646 Rhodococcus 
Actinomycetales; Corynebacterineae; Nocardiaceae; 
265678885 |ref|NR_029191.1] Rubrobacter 

261591 263140 Rubrobacter 

Rubrobacterales; Rubrobacterineae; 

265678883 |ref|NR_029189.1| Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
rdiaceae; 


Kutzneria. 
Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

55256 Bacteria_16S 304162 304134 52 80 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

55256 Bacteria_16S 376824 376792 52 84 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

55256 Bacteria_16S 389020 388988 52 84 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

55256 Bacteria_16S 398218 398194 60 84 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

55256 Bacteria_16S 401362 401330 52 84 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 


cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacterida 
Agromyces. 


Microbacteriaceae; 


55256 Bacteria_16S 


419911 419879 52 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 


antiquum Bacteria; 
Brevibacterium. 
55256 Bacteria_16S 
halotolerans stra 


427700 427676 60 


Corynebacteriaceae; Corynebacterium. 


55256  Bacteria_16S 
phoeniculicola st 


55256  Bacteria_16S 
parakefiri strain 
parakefiri Bacteria; 
55256  Bacteria_16S 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 


brisbanense Bacte 
Mycobacteriaceae; 
55256 Bacteria_16S 
boenickei strain 
Bacteria; Actinob 
Mycobacterium. 

55256 Bacteria_16S 


strain QH3A7 16S ribosomal RNA, 


473713 473685 52 


Firmicutes; 
475249 475217 52 


Firmicutes; 
478187 478163 60 


479736 479712 60 


489048 489016 52 


complete sequence 


Actinobacteria; Actinobacteridae; Ac 


in YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


rain JLB-1 16S ribosomal RNA, partial 
phoeniculicola Bacteria; 


GCL 1731 16S ribosomal RNA, partial s 


ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


W5998 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


84 gi| 265678774 
sequence 
tinomyceta 

84 gi| 265678769 

sequence 
Actinomy 

80 gi| 265678735 

sequence 
Lactobacillales; Enterococca 
84 gi| 265678734 
equence 
Lactobacillales; Lactobacillacea 
84 gi| 265678732 
Actinomyc 
84 gi| 265678731 
47962 
ales; Cory 
84 gi| 265678725 


e; Actinomycetal 


ref 
4 
les; 


NR_029079.1 
19777 421277 
Micrococcin 


ref|NR_029074.1 
427586 429077 
cetales; Coryneb 


ref|NR_029040.1 
473588 475066 
ceae; Enterococc 
ref |NR_029039.1 
475117 476512 
e; Lactobacillus 
ref|NR_029037.1 
478074 479572 
etales; Coryneba 


ref|NR_029036.1 
3 481120 Mycoba 
nebacterineae; M 


es; Micrococcineae; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 
Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


ref |NR_029030.1 


Jonesia quinghaiensis 


488917 490451 Jonesia quinghaiensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 


55256 Bacteria_16S 


kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 


kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Arthrobacter. 
55256 Bacteria_16S 495216 495184 52 84 gi|265678721 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 


gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinom 


493711 493679 52 


Micrococcaceae; Arthrobacter. 


55256 Bacteria_16S 
antarctica strain 


antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Pseudonocardiaceae; Pseudonocardia. 
55256 Bacteria_16S 509032 509008 60 84 gi| 265678712 


caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


caspium Bacteria; 


506015 505991 60 


Corynebacteriaceae; Corynebacterium. 


84 


84 


gi 


gi 


DVS 5al 16S ribosomal RNA, partial sequence 


265678722 


265678714 


ref |NR_029027.1 
493586 495067 


Arthrobacter 
Arthrobacter 


cetales; Micrococcineae; Micrococcaceae; 
ref|NR_029026.1] Arthrobacter 
495118 496571 Arthrobacter 


ycetales; Micrococcineae; 


Pseudonocardia 
Pseudonocardia 


NR_029019.1 
505922 507359 


tales; Pseudonocardineae; 
ref|NR_029017.1| Corynebacterium 
508981 510331 Corynebacterium 


es; Corynebacterineae; 


55256 Bacteria_16S 510514 510486 52 80 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

55256 Bacteria_16S 522716 522692 60 84 gi|265678703|ref|NR_029008.1| Pseudonocardia 


2 524095 Pseudonocardia benzenivorans 


benzenivorans strain B5 16S ribosomal RNA, partial sequence 52260 


Bacteria; Actinob 
Pseudonocardia. 


55256 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


55256 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


55256 


IMMIB R-145 16S r 


55256 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


55256 


strain LV3 16S ri 


55256 


strain R9242 16S 


55256 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


55256 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


55256 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


55256 


strain 3wWC2 16S r 
Firmicutes; 


55256 


strain CCUG 42773 


55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


524206 524182 60 


537966 537942 60 


551759 551735 60 


563985 563953 52 


568501 568469 52 


573005 572981 60 


589465 589437 52 


84 


84 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


84 


84 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


84 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


84 


80 


ibosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetales; 


gi 


$13 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


train WA101 16S ribosomal RNA, partial 


543951 54542 


gi 


613 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


563902 56532 
ococcineae; 


gi 


568394 56988 
nomycineae; 


gi 


m strain Medalle X 16S ribosomal RNA, 
m Bacteria; Actinobacteria; Actinobact 
e; Corynebacterium. 


eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


gi 


589361 59079 


Micr 


Acti 


265678702 


265678693 
sequence 


265678684 


265678676 


265678673 


265678670 


265678659 


Pseu 


52414 
Cory 


55170 
Coryneba 


ref 


ref 


ref 


Mi 
ref 


Ac 
ref 


partial sequen 
eridae; Actino 


Actinomyceta 


ref 


537853 539333 


3 553077 Coryne 


1 Actinobaculum 


NR_029007.1 


NR_028998.1 


Nocardiacea 
NR_028989.1 


cterineae; C 
NR_028981.1 


crobacteriac 
NR_028978.1 


tinomycetace 
NR_028975.1 
ce 572888 
mycetales; C 


les; Coryneb 


NR_028964.1 


donocardineae; Pseudonocardiaceae; 


Corynebacterium 


6 525550 Corynebacterium ciconiae 
nebacterineae; Corynebacteriaceae; 


Mycobacterium 
Mycobacterium 


acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
544021 543997 60 84 gi| 265678689 |ref|NR_028994.1| Nocardia puris strain 


4 Nocardia puris Bacteria; 
nebacterineae; 


e; Nocardia. 
Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Corynebacterium 

574399 Corynebacterium 
orynebacterineae; 


578905 578881 60 84 gi| 265678666 |ref|NR_028971.1| Corynebacterium 
MIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

580441 580417 60 84 gi| 265678665 |ref|NR_028970.1| Mycobacterium 
in 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 


acterineae; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Clostridiales; Clostridiaceae; Clostridium. 
595525 595493 52 84 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
607570 607546 60 84 gi| 265678646 |ref|NR_028951.1| Corynebacterium 
IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


55256 


mindensis strain 


Bacteria_16S 


mindensis Bacteria; 


55256 


holsaticum strain 1406 16S ribosomal RNA, partial sequence 


Bacteria_16S 


610660 610632 52 


TMW 1.80 16S ribosomal RNA, 
Firmicutes; 


616918 616894 60 


80 


ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


gi 


265678644 


complete sequence 


Lactobacillales; 


84 


Lactob 


gi 


265678640 


acillaceae; 


Actinomycetale 


s; Corynebacterineae; 
ref |NR_028949.1| Lactobacillus 
610536 612079 Lactobacillus 
Lactobacillus. 
ref|NR_028945.1| Mycobacterium 


616795 618320 Mycobacterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 


55256 


55256 
strain Muenster 2 


Bacteria; Actinob 


55256 
strain HKI 0120 1 


55256 
strain HKI 0119 1 


55256 
strain CMS90 16S 


Bacteria_16S 
aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 
Bacteria_16S 


622770 622746 60 84 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

630475 630443 52 84 gi 
000 16S ribosomal RNA, partial sequenc 
635038 635006 52 


84 gi 


636570 636538 52 84 gi 


645907 645875 52 84 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


55256 
strain M343/98/2 


Bacteria_16S 


672943 672911 52 84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


55256 
strain W16 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


55256 
strain 216 16S ri 


Bacteria_16S 


674425 674393 52 84 
bosomal RNA, partial sequence 


gi 


Micr 
707318 707286 52 84 gi 


bosomal RNA, partial sequence 


n IMMIB D-1488 16S ribosomal RNA, part 


acteria; Actinobacteridae; Actinomycet 
Bacteria_16S 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


265678626 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


265678620 


645783 64725 
ococcineae 


265678600 


16S ribosomal RNA, partial sequence 672829 67426 
nomycineae 


265678599 


674316 67581 
ococcineae 


265678577 


707255 70861 


ococcineae 


ococcineae 


; In 
ref 


trasporangi 
NR_028931.1 
; Intrasporangi 
ref |NR_028925.1 
9 Arthrobacter 
; Micrococcaceae 
ref|NR_028905.1 
; Actinomycetace 
ref |NR_028904.1 
0 Dermatophilus 
; Dermatophilace 
ref |NR_028882.1 


265678636|ref|NR_028941.1| Corynebacterium 

ial sequence 622694 624168 Corynebacterium 
Actinomycetales; Corynebacterineae; 
265678630|ref|NR_028935.1]| Kytococcus schroeteri 
e 630349 631823 Kytococcus schroeteri 

ales; Micrococcineae; Dermacoccaceae; Kytococcus. 
265678627|ref|NR_028932.1| Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
a 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
a 


ceae; Knoellia. 
Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

55256 Bacteria_16S 711899 711875 60 84 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
55256 Bacteria_16S 713456 713432 60 84 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

55256 Bacteria_16S 755385 755353 52 84 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

55256 Bacteria_16S 776842 776818 60 84 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

55256 Bacteria_16S 789086 789062 60 84 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

55256 Bacteria_16S 815191 815167 60 84 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 


Bacteria; Actinob 
Pseudonocardia. 

55256 
strain S1 16S rib 


Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


836528 836504 60 
osomal RNA, partial sequence 


84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


55256 
microaerophilum s 
microaerophilum B 
Propionibacteriac 
55256 
subroseum strain 
subroseum Bacteri 
Streptosporangiac 
55256 
koreensis strain 
Bacteria; Actinob 
Catellatospora. 

55256 
strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 

55256 
strain VKM Ac-180 
Actinobacteria; A 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


854528 854496 52 84 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

874290 874258 52 84 gi 
CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
eae; Streptosporangium. 

881750 881718 52 84 gi 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


884831 884799 52 84 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


886369 886337 52 84 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


55256 
VKM Ac-1401 16S r 


Bacteria_16S 


910929 910897 52 84 gi 
ibosomal RNA, partial sequence 


ales; 


265678488 


836449 83791 
nebacterin 


265678475 
equence 
dae; 


265678462 
uence 
ctinomycet 


265678456 
nce 88163 
ales; Micr 


265678454 

88470 
ales; Micr 
265678453 

88624 
ococcineae 
265678437 


Pseu 


Actin 


donocardineae; P 


ref|NR_028791.1 
eae; Nocardiacea 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 


ref|NR_028765.1 
874217 875635 
ales; Streptospo 


, 


ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 


ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028739.1 


seudonocardiaceae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Propionibacterium 
Propionibacterium 
ionibacterineae; 


Streptosporangium 
Streptosporangium 
rangineae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


910794 912281 Leifsonia poae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 


55256 


strain IEGM 16S r 


55256 


strain 213E 16S r 


55256 


strain Y9 16S rib 


55256 
subsp. 


55256 


strain IFM 10035 


55256 


strain IFM 0784 1 


55256 


strain IFM 0575 1 


55256 


strain IFM 10084 


55256 


strain YZ-96 16S 


55256 


strain IFM 0245 1 


55256 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; 


55256 


scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae; 


55256 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


55256 


strain 14 16S rib 
Actinobacteria; Actinoba 


55256 


strain DF-32 16S 
Actinobacteria; Actinoba 
Microbispora. 


55256 


socranskii 
socranskii subsp. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal 


ribosomal RNA, 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 

55256 
sphenisci strain 
sphenisci Bacteria; 
Corynebacteriaceae; 
55256 
CMS 76r 16S ribos 
Actinobacteridae; 
55256 


CF63 16 
acteria; 


Bacteria_16S 
CECT 59 


Bacteria_16S 
omal RN. 
Actino: 
Bacteria_16S 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 


917152 917128 60 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


918717 918693 60 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


963503 963479 60 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


983336 983296 37 


1038431 1038407 60 


1039938 1039914 60 


1041478 1041454 60 


1043038 1043014 60 


1044594 1044570 60 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1052169 1052145 60 


1074715 1074691 60 


1097235 1097203 52 


1098750 1098718 52 


Acrocarpospora. 


1101711 1101679 52 


1107866 1107834 52 


1132082 1132050 52 


1133561 1133537 60 


Spirochaetes; 


RNA, partial sequence 
cteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


84 gi 


84 gi 


84 gi 


strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; 


265678433 


917039 91855 
Cory 


265678432 


918602 92011 
Cory 


265678402 


963457 96488 


ref|NR_028735.1 


Gordoniace 
ref |NR_028734.1 


Gordoniace 


ref |NR_028704.1 


ae; 


ae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
nebacterineae; 


Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 
nebacterineae; 


Gordonia. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


Corynebacterineae; Nocardiaceae; Nocardia. 
oo gi|265678388|ref|NR_028690.1| Treponema socranskii 
artial sequence 983192 984718 Treponema 
Spirochaetales; Spirochaetaceae; Treponema. 
84 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 


84 gi 


84 gi 


84 gi 


84 gi 


10 


84 gi 


84 gi 


84 gi 


in KM-4927 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


84 gi 


in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 
eae; 


84 gi 


Cory 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678350 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678348 
44481 10459 


265678342 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678327 


ain Mb8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 
Rhodococcus. 


265678311 
sequence 


265678310 
1 sequence 


265678308 


1101592 11031 


84 gi 


84 gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycet 


84 gi 


90 16S ribosomal RNA, partial s 


265678303 


1107766 11092 
Streptosporang 


253680768 
11319 
ales; Micr 
253680767 
equence 


Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 
1138134 1138102 52 


1147214 1147190 60 


84 gi 


84 gi 


253680764 


A, complete sequence 1138010 1139535 Leifs 
mycetales; Micrococcineae; Microbacteriac 


253680758 
11471 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


55256 


Thermotogae; 
55256 


Bacteria_16S 
DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotogales; 
Bacteria_16S 
strain Cal06 16S ribosomal RNA, partial sequence 


1201737 1201709 52 


Thermotogaceae; T 


1216794 1216762 52 


80 gi 
hermotoga. 
84 gi 


228715358 


219878473 


1216681 12181 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


55256 


Bacteria_16S 
strain Se-3111 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 


1221263 1221231 52 


84 gi 


219878356 


nebacterin 


nebacterin 


e; Actinomycet 


Actinomyceta 


Actinomyceta 


Nocardiace 
ref|NR_028653.1 

Nocardiace 
NR_028652.1 


eae; 
ref 


Nocardiace 
NR_028651.1 


eae; 
ref 


Nocardiace 
ref|NR_028650.1 
Nocardiace 
ref |NR_028644.1 
Nocardiace 
ref |NR_028629.1 

1074605 107593 
ales; 


NR_028613.1 
1097121 109859 
les; 


NR_028612.1 
1098650 110009 
les; Strepto 


ref|NR_028610.1 
Microbacteriac 
ref|NR_028605.1 
07 Microbispora 
ineae; Streptos 


Pp 


ref|/NR_028016.1 


ae; 


ae; 


ae; 


ae; 


31 Nocardia arthritidis Bacteria; 
nebacterineae; 


Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
ae; 


Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
ae; 


Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 
nebacterineae; 


Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 
nebacterineae; 


Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
nebacterineae; 


Nocardia. 
Rhodococcus 
5 Rhodococcus 


Corynebacterineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
Micrococcineae; 


eae; Agromyces. 
Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Brevibacterium 


55 1133449 Brevibacterium sanguinis 
ococcineae; Brevibacteriaceae; 


ref|NR_028015.1| Corynebacterium 
133500 1134881 Corynebacterium 


ales; Corynebacterineae; 


bR 


Leifsonia rubra strain 
ria; Actinobacteria; 


ref 
onia 


NR_028012.1 
rubra Bacte 
eae; Leifsonia. 
ref|NR_028006.1| Nocardia ignorata 

15 1148603 Nocardia ignorata Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_027530.1| Thermotoga neapolitana 
a neapolitana DSM 4359 Bacteria; 


ref|NR_025612.1| Arthrobacter bergerei 
48 Arthrobacter bergerei Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_025495.1| Salana multivorans 


1221167 1222613 Salana multivorans Bacteria; 


Salana. 


55256 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


Bacteria_16S 


1234951 1234927 60 84 gi 


Mycobacterium. 


55256 Bacteria_16S 
strain CDC 941078 


1249996 1249972 60 


Mycobacterium. 
55256 Bacteria_16S 1251408 1251368 37 
socranskii subsp. 
55256 Bacteria_16S 
subsp. 
socranskii subsp. 
55256 Bacteria_16S 


paredis Bacteria; 
1252935 1252895 37 


buccale Bacteria; 
1255992 1255968 60 


efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 12573 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


55256 Bacteria_16S 1290549 1290525 60 


urealyticum DSM 7109 16S ribosomal RNA, partial sequence 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacteriaceae; Corynebacterium. 
55256  Bacteria_16S 1325579 1325555 60 


YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ref 
carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 
Lactobacillales; 


55256 Bacteria_16S 1327124 1327096 52 
subsp. 

sakei subsp. carnosus Bacteria; Firmicutes; 
55256 Bacteria_16S 1333265 1333233 52 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Beutenbergia. 


55256 Bacteria_16S 1345498 1345466 52 


Spirochaetes; 


Spirochaetes; 


84 gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


vi gi 


77 gi 


84 gi 


84 gi 


84 gi 


80 gi 


84 gi 


84 gi 


1325499 13269 


219878254 


strain DSM 44346 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


219857412 


219857241 


219857240 


219857144 


228720812 


219846136 


219846129 


228721490 


228720938 


ref |NR_025393.1| Mycobacterium 


1234868 1236341 Mycobacterium 


Actinomycetales; Corynebacterineae; 


ref 
1249918 1251238 Mycobacterium kubicae 
Corynebacterineae; Mycobacteriaceae; 


ref 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; 
ref 
buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; 
ref 
49 Corynebacterium efficiens YS-314 


Corynebacterineae; Corynebacteriaceae; 


ref 
1290453 1291853 Corynebacterium urealyticum 


ref 
44 Nocardia alba 


ref 


NR_025000.1| Mycobacterium kubicae 


NR_024869.1| Treponema socranskii 
1251289 1252767 Treponema 
Treponema. 
NR_024868.1| Treponema socranskii 
1252818 1254294 Treponema 
Treponema. 
Corynebacterium 


NR_024772.1 


NR_027597.1| Corynebacterium 


Corynebacterineae; 


Nocardia alba strain 
Bacteria; 
Nocardiaceae; Nocardia. 
NR_025719.1| Lactobacillus sakei 
1326995 1328388 Lactobacillus 


NR_025726.1 


Lactobacillaceae; Lactobacillus. 
ref 
32 Beutenbergia 
Micrococcineae; 


NR_027613.1| Beutenbergia cavernae 
cavernae DSM 12333 
Beutenbergiaceae; 


NR_027599.1| Brachybacterium 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 


4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brachybacterium. 


55256 Bacteria_16S 1348570 1348538 52 


DSM 10542 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sanguibacter. 


55256 Bacteria_16S 1350090 1350066 60 


DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


55256 Bacteria_16S 1401215 1401183 52 


cynodontis JCM 9733 16S ribosomal RNA, partial sequence 


84 gi 


84 gi 


84 gi 


cynodontis Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Leifsonia. 
55256 Bacteria_16S 1404128 1404100 52 
strain SMP-10 16S 


55256 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 

55256 Bacteria_16S 1453006 1452974 52 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 

55256 Bacteria_16S 1489383 1489359 60 
strain IBS G15036 


1420773 1420741 52 


Corynebacterium. 
55256 Bacteria_16S 
afermentans subsp. 


1499882 1499858 60 


Actinomycetales; 
55256 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
55256 Bacteria_16S 


1508809 1508781 52 


1520757 1520733 60 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; 


80 gi 


84 gi 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


84 gi 


strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


84 gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


84 gi 


afermentans strain CIP 103499 16S ri 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; 


Corynebacterineae; Corynebacteriaceae; 


80 gi 


paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 


84 gi 


1348448 13499 


1349993 13514 


1404010 14055 


228720600 


228720546 


228715351 


219857153 


224581444 


224581418 


219846947 


219846622 
bosomal RNA, 


acillales; 
219857610 


Micrococcineae; 


ref 
42 Sanguibacter 
Micrococcineae; 


ref 
64 Gordonia bronchialis DSM 43247 
Corynebacterineae; Gordoniaceae; 
ref 
1401111 1402554 Leifsonia xyli subsp. 
Actinomycetales; 


ref 
17 Haliangium tepidum Bacteria; 


ref 


ref 


ref 
1489276 1490698 Corynebacterium durum 
Corynebacterineae; Corynebacteriaceae; 


ref 


Lactobacillaceae; 
ref 


Dermabacteraceae; 
NR_027595.1| Sanguibacter keddieii 
keddieii DSM 10542 
Sanguibacteraceae; 


NR_027594.1| Gordonia bronchialis 
Gordonia. 
NR_027523.1| Leifsonia xyli subsp. 
Micrococcineae; 


NR_024781.1| Haliangium tepidum 
Haliangiaceae; Haliangium. 
NR_027226.1| Arthrobacter 
1420664 1422164 Arthrobacter 


NR_027199.1]| Arthrobacter 
1452894 1454381 Arthrobacter 


NR_026539.1| Corynebacterium durum 


NR_026214.1 
complete sequence 


Corynebacterium 
1499786 1501111 
Actinobacteridae; 


Corynebacterium. 
219846290|ref|NR_025880.1| Lactobacillus 
A, partial sequence 1508684 1510205 Lactobacillus 


Lactobacillus. 
Nocardia 


NR_025199.1 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 


55256 Bacteria_16S 1528430 1528398 52 84 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

55256 Bacteria_16S 1560126 1560102 60 84 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

55256 Bacteria_16S 1602882 1602850 52 84 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

55256 Bacteria_16S 1604428 1604396 52 84 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

55256 Bacteria_16S 1605969 1605937 52 84 gi|219878472|ref|NR_025611.1| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

55256 Bacteria_16S 1625479 1625447 52 84 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

55256 Bacteria_16S 1668222 1668190 52 84 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
55256  Bacteria_16S 1681837 1681805 52 84 gi|219878420|ref|NR_025559.1| Actinomyces oricola 
strain R5292 16S ribosomal RNA, partial sequence 1681727 1683234 Actinomyces oricola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
55256 Bacteria_16S 1683395 1683365 50 80 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256 Bacteria_16S 1709410 1709386 60 84 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

55256 Bacteria_16S 1726087 1726063 60 84 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

55256 Bacteria_16S 1727621 1727597 60 84 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
55256 Bacteria_16S 1729162 1729138 60 84 gi|219878388|ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
55256 Bacteria_16S 1730673 1730649 60 84 gi|219878387|ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

55256 Bacteria_16S 1735234 1735202 52 84 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

55256 Bacteria_16S 1738268 1738236 52 84 gi|219878382|ref|NR_025521.1| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

55256 Bacteria_16S 1758231 1758207 60 84 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

55256 Bacteria_16S 1759709 1759677 52 84 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

55256 Bacteria_16S 1761230 1761198 52 84 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
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55256 Bacteria_16S 1770176 1770152 60 84 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

55256 Bacteria_16S 1788142 1788110 52 84 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

55256 Bacteria_16S 1798830 1798798 52 84 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

55256 Bacteria_16S 1805025 1804993 52 84 gi|219878332|ref|NR_025471.1]| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

55256 Bacteria_16S 1806563 1806531 52 84 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

55256 Bacteria_16S 1809608 1809584 60 84 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

55256  Bacteria_16S 1811144 1811112 52 84 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
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55256 Bacteria_16S 1818822 1818790 52 84 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
55256 Bacteria_16S 1820346 1820314 52 84 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 
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55256 Bacteria_16S 1909971 1909939 52 84 gi| 219878256 |ref|NR_025395.1]| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

55256 Bacteria_16S 1923725 1923701 60 84 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

55256 Bacteria_16S 1931474 1931442 52 84 gi|219878240|ref|NR_025379.1]| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

55256 Bacteria_16S 1937464 1937432 52 84 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

55256 Bacteria_16S 1951277 1951245 52 84 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
55256 Bacteria_16S 1952734 1952710 60 84 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

55256 Bacteria_16S 1954207 1954175 52 84 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

55256 Bacteria_16S 1957183 1957151 52 84 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
55256 Bacteria_16S 1958734 1958702 52 84 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
55256 Bacteria_16S 1960282 1960254 52 80 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

55256 Bacteria_16S 2030291 2030267 60 84 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

55256 Bacteria_16S 2033300 2033276 60 84 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

55256 Bacteria_16S 2036382 2036358 60 84 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

55256 Bacteria_16S 2039476 2039444 52 84 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

55256 Bacteria_16S 2051989 2051965 60 84 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

55256 Bacteria_16S 2065620 2065588 52 84 gi|219878146|ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
55256 Bacteria_16S 2076357 2076325 52 84 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

55256 Bacteria_16S 2077916 2077884 52 84 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

55256 Bacteria_16S 2081028 2080996 52 84 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 
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55256 Bacteria_16S 2305631 2305607 60 84 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

55256 Bacteria_16S 2326903 2326879 60 84 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
55256 Bacteria_16S 2346412 2346380 52 84 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

55256 Bacteria_16S 2347920 2347888 52 84 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

55256 Bacteria_16S 2358582 2358550 52 84 gi|219857488|ref|NR_025076.1| Propionibacterium 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 


australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
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2360096 2360064 52 


84 


strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


55256 Bacteria_16S 


2361620 2361588 52 


84 


strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


55256 Bacteria_16S 


strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


55256  Bacteria_16S 


strain MT-1077 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Firmicutes; 


55256 Bacteria_16S 


viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial 
Clostridia; 


viterbiensis Bacteria; 
55256 Bacteria_16S 


Lactobacillales; 


2382834 2382810 60 


2404089 2404061 52 


2405635 2405607 52 


Firmicutes; 
2421122 2421098 60 


84 


80 


80 


84 


gi| 219857487 
2360002 23614 


gi|219857486 
2361525 23629 


219857471 
23827 


gi 


gi|219857457 
2403965 24054 


Lactobacillus. 


gi] 219857456 


gi] 219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
55256  Bacteria_16S 


2437611 2437587 60 


84 


gi|219857429 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


55256 Bacteria_16S 


2448283 2448251 52 


84 


gi|219857420 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequen 


olivapovliticus Bacteria; 


55256 Bacteria_16S 
strain KCTC 3666 
Firmicutes; 


55256 Bacteria_16S 


peptonophila strain KCTC 9740 16S ribosomal RNA, partial 
Bacillales; 


peptonophila Bacteria; 
55256 Bacteria_16S 


dichotomicum strain KCTC 3667 16S ribosomal RNA, partial 
Bacillales; 


dichotomicum Bacteria; 
55256  Bacteria_16S 


Firmicutes; 
2449826 2449794 52 
2451347 2451315 52 


Firmicutes; 
2452898 2452866 52 


Firmicutes; 
2454424 2454392 52 


Lactobacillales; 


84 


84 


84 


84 


Carnobacte 


gi] 219857419 


16S ribosomal RNA, partial sequence 2449732 24511 
Bacillales; Thermoactinomycetaceae; Laceyella 


219857418 
sequence 


gi 


Thermoactinomyceta 


219857417 
sequence 


gi 


Thermoactinomycetaceae; 


gi] 219857415 


psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Ac 
Micrococcaceae; Arthrobacter. 


55256  Bacteria_16S 
strain T1-X7 16S 


2492025 2491993 52 


84 


ribosomal RNA, partial sequence 


gi|219857388 
2491905 24933 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


55256 Bacteria_16S 


2493511 2493479 52 


84 


gi|219857387 


sequence 


Clostridiales; Clostridiaceae; 


Actinomycetales; 


ref|NR_025075.1 
Microbacteriac 
ref|NR_025074.1 
Microbacteriac 
ref|NR_025059.1 
Nocardiacea 
ref|NR_025045.1 
86 Lactobacillus 


ref|NR_025044.1 

2405537 240701 
Cal 
ref |NR_025033.1 

2421026 242250 
Coryn 
ref|NR_025017.1 
eae; Nocardiacea 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_025007.1 


2454319 245573 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024975.1 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 
Micrococcineae; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 
Micrococcineae; 


eae; Subtercola. 
Nocardia abscessus 


52 2384208 Nocardia abscessus Bacteria; 


e; Nocardia. 
Lactobacillus kimchii 
kimchii Bacteria; 


Caloramator 
6 Caloramator 
oramator. 

Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Alkalibacterium 

1 Alkalibacterium 

acterium. 
Laceyella putida 


92 Laceyella putida Bacteria; 


ref|NR_025006.1| Seinonella 
2451243 2452743 Seinonella 
ceae; Seinonella. 
ref|NR_025005.1| Thermoflavimicrobium 
2452794 2454268 Thermoflavimicrobium 
Thermoflavimicrobium. 
ref|NR_025003.1] Arthrobacter 


2 Arthrobacter 


tinomycetales; Micrococcineae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 


australiensis strain 109 16S ribosomal RNA, partial sequence 


australiensis Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; 


Tetrasphaera. 


Actinomycetales; 


2493400 2494869 Tetrasphaera 
Micrococcineae; 


55256 Bacteria_16S 
strain DNP505 16S 


2496399 2496375 60 


84 


ribosomal RNA, partial sequence 


gi| 219857385 
2496307 24977 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


55256 Bacteria_16S 


strain VKM Ac-942 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 
55256 Bacteria_16S 


chlorophenolicus strain A-6 16S ribosomal RNA, partial 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


2510180 2510148 52 


2516217 2516185 52 


Micrococcaceae; Arthrobacter. 


55256 Bacteria_16S 


2578114 2578082 52 


84 


84 


84 


219857370 
25100 
Stre 


gi 


219857366 
sequence 
Acti 


gi 


gi| 219857282 


strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


55256 Bacteria_16S 


2593605 2593581 60 


84 


gi| 219857272 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


55256 Bacteria_16S 


2608930 2608898 52 


84 


gi] 219857259 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 


Pseudonocardiaceae; Amycolatopsis. 


55256 Bacteria_16S 


selangorensis Bacteria; 


ref |NR_024973.1 
eae; Nocardiacea 
ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 


ref|NR_024954.1 
2516115 251756 
nomycetales; Mic 


ref|NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 


ref|NR_024890.1 
2608828 261032 
etales; Pseudono 


ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 


thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
2616752 2616724 52 80 gi| 219857254 

selangorensis strain LMG 17710 16S ribosomal RNA, partial sequenc 
Firmicutes; Lactobacillales; Lactobacilla 

2625919 2625887 52 84 gi| 219857247 


55256 Bacteria_16S 


bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 


ref |NR_024877.1 
2625807 262727 


Tessaracoccus 
1 Tessaracoccus 


bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriaceae; Tessaracoccus. 
55256 Bacteria_16S 2639609 2639585 60 
strain CIP 103464 


55256 
thomssenii strain 


Bacteria_16S 2654768 2654744 60 


DSM 


Corynebacteriaceae; Corynebacterium. 
55256 Bacteria_16S 2669731 2669699 52 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


55256 Bacteria_16S 2672748 2672720 52 


manihotivorans strain OND 32 16S ribosomal RNA, 


manihotivorans Bacteria; 
55256 Bacteria_16S 
strain MS1-3 16S 


Firmicutes; 
2677290 2677266 60 


55256 Bacteria_16S 
strain IFM 10088 


2687789 2687765 60 


55256 Bacteria_16S 2689269 2689245 57 


caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydr 


55256 Bacteria_16S 2692268 2692236 52 


silvatica strain 


Streptosporangiaceae; 
55256 Bacteria_16S 


Planotetraspora. 
2719262 2719238 60 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
55256  Bacteria_16S 2746235 2746211 60 


baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
2747644 2747612 52 


Nocardiaceae; 
55256  Bacteria_16S 


84 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


84 


44276 16S ribosomal RNA, partial sequence 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


84 


80 


84 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


84 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


81 


84 


TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


84 


84 


84 


strain Al-3 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


55256 Bacteria_16S 2750606 2750574 52 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Microtetraspora. 
55256 Bacteria_16S 2752100 2752068 52 
sphaerica strain 


Streptosporangiaceae; 
55256 Bacteria_16S 
strain IFO 16295 


Planomonospora. 
2770163 2770139 60 


55256 Bacteria_16S 2777847 2777819 52 


glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 
Paenibacillaceae 


glycanilyticus Bacteria; 
55256 Bacteria_16S 


Firmicutes; 
2783783 2783751 52 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 


Okibacterium. 
Bacteria_16S 2795722 2795690 52 


Microbacteriaceae; 
55256 


rectilineatus strain IFO 13941 16S ribosomal RNA, partial 


rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microm 
Micromonosporaceae; Actinoplanes. 

55256 Bacteria_16S 2797245 2797213 52 84 gi|219857118|ref|NR_024746.1 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 279714 


Bacillales; 


84 


84 


JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


84 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


80 


84 


84 


Streptosporang 


complete 
Lactobacillales; Lactobacill 


gi| 219857231 
26395 


gi|219857221 


gi|219857210 


gi] 219857207 
sequence 


gi| 219857204 
2677198 26786 
gi|219857197 


gi| 219857196 


gi| 219857193 


gi| 219857175 
sequenc 


gi|219857156 


gi|219857155 
2747544 27488 


gi] 219857152 


gi|219857151 


gi| 219857137 


gi|219857131 


gi| 219857127 


gi|219857119 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


sequence 2795622 279709 


ref |NR_024859.1 
eae; 


ref|NR_024849.1 


Mycobacterium alvei 


12 2640976 Mycobacterium alvei Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Corynebacterium 


2654667 2656138 Corynebacterium 


tales; 


ref |NR_024838.1 
87 Microbispora 
ineae; 


ref |NR_024835.1 

2672606 267416 
aceae; 
ref |NR_024832.1 


eae; 
ref |NR_024825.1 
eae; 
ref |NR_024824.1 

2689164 269065 
ogenivirga. 
ref|NR_024821.1 

2692168 269363 


ref|NR_024803.1 
e 2719156 272065 


ref|NR_024784.1 
2746146 274749 
Coryne 


ref |NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref |NR_024780.1 

2750506 275194 
Strepto 


ref|NR_024779.1 

2752000 275344 
Streptospo 
ref|NR_024765.1 
Nocardiacea 
ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref|NR_024755.1 


Microco 


ref|NR_024747.1 


Corynebacterineae; 


Microbispora mesophila 


mesophila Bacteria; 
Streptosporangiaceae; 


Lactobacillus 
4 Lactobacillus 


Lactobacillus. 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 
Hydrogenivirga 
5 Hydrogenivirga 


Planotetraspora 
9 Planotetraspora 


ales; Streptosporangineae; 


Nocardia 
4 Nocardia 


Corynebacterineae; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 
Microtetraspora 

9 Microtetraspora 

sporangineae; 


Planomonospora 
5 Planomonospora 


rangineae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Paenibacillus 
8 Paenibacillus 


Okibacterium 
8 Okibacterium 
ccineae; 


Actinoplanes 
4 Actinoplanes 
onosporineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 
55256 Bacteria_16S 
strain IFO 12513 


2798765 2798733 52 


55256 Bacteria_16S 2800287 2800255 52 


Cryptosporangiaceae; Cryptosporangium. 


84 


84 


gi|219857117 


16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


omonosporineae Hi 


ref|NR_024745.1 


gi|219857116 


Actinoplanes lobatus 


lobatus Bacteria; 
Micromonosporaceae; Actinoplanes. 


ref |NR_024744.1 


Actinoplanes italicus 


strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


55256 Bacteria_16S 2803331 2803299 52 84 gi|219857114|ref|NR_024742.1] Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
55256 Bacteria_16S 2804853 2804821 52 84 gi|219857113|ref|NR_024741.1]| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

55256 Bacteria_16S 2807896 2807864 52 84 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

55256 Bacteria_16S 2813871 2813839 52 84 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
55256 Bacteria_16S 2818434 2818402 52 84 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

55256 Bacteria_16S 2821421 2821389 52 84 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 


Planomonospora parontospora subsp. 


Actinomycetales; 
55256 
strain IFO 12702 


55256 
strain JCM 9312 1 
Actinobacteria; A 
Catenuloplanes. 
55256 
strain MK703-102F 
Actinobacteria; A 
55256 
strain IFO 16238 
Actinobacteria; A 
55256 
strain IFO 16235 
Actinobacteria; A 
55256 
capillaceus strai 
capillaceus Bacte 
Micromonosporacea 
55256 
strain CM-10 16S 
Actinobacteria; A 
55256 
strain CM-01 16S 
Actinobacteria; A 
55256 
tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae 
55256 
strain IAM 14848 
Actinobacteria; A 
55256 
strain IAM 14851 
Actinobacteria; A 
55256 
strain IFO 15616 
Actinobacteria; A 
55256 
marianensis strai 
marianensis Bacte 
Thermaerobacter. 

55256 
strain SJS0289-JS 
Actinobacteria; A 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 2899524 29010 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Streptosporangineae; Streptosporangiac 
2825927 2825895 52 84 gi 


ea 


Franki 


2829000 2828968 52 84 gi 


ctinobacteridae; Actinomycetales; Microm 
2833564 2833540 60 84 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2838081 2838049 52 84 gi 


ne 


ctinobacteridae; Actinomycetales; Micr 
2839642 2839610 52 84 gi 


oc 


ctinobacteridae; Actinomycetales; Microc 
2890612 2890580 52 84 gi 
n K95-5561 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2893659 2893627 52 84 

ribosomal RNA, partial sequence 


se 
A 


gi 


ctinobacteridae; Actinomycetales; Micr 
2901185 2901153 52 84 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
2902723 2902691 52 84 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
2904246 2904218 52 80 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


oc 


ue 
al 


2905778 2905754 60 84 gi 
1 16S ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Coryne 


55256 


Bacteria_16S 


e; Plano 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


neae; Sp 


219856904 
6S ribosomal RNA, partial sequence 2828900 28303 


onospori 


219856901 


28334 
bacterin 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 


occineae 


219856897 
16S ribosomal RNA, partial sequence 2839520 28410 


occineae 


219856862 


quence 
ctinomyc 


219856860 
2893553 28949 


ctinobacteridae; Actinomycetales; Micrococcineae 

2895154 2895122 52 84 gi| 219856859 
ribosomal RNA, partial sequence 2895048 28964 
ctinobacteridae; Actinomycetales; Micrococcineae; 

2896648 2896616 52 84 gi| 219856858 
train CM-05 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actin 
; Mycetocola. 

2899650 2899618 52 84 gi|219856856 


occineae 


219856855 
16S ribosomal RNA, partial sequence 2901061 29025 


occineae 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 


occineae 


219856853 


nce 


es; Clos 


219856852 


29056 
bacterin 


2937639 2937607 52 84 gi 


219856831 


cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Actinoalloteichus. 


antibiotica Bacteria; Actinobacteria; Actinobacteridae; 


monospora. 
ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
orichthyaceae; Sporichthya. 
ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 

neae; Micromonosporaceae; 


’ 


Nocardia vinacea 
ia vinacea Bacteria; 


ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiaceae; Nocardia. 
ref|NR_024717.1| Agromyces bracchium 
69 Agromyces bracchium Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_024681.1| Actinoplanes 
2890502 2891958 Actinoplanes 
etales; Micromonosporineae; 


ref|NR_024679.1| Mycetocola lacteus 
97 Mycetocola lacteus Bacteria; 
; Microbacteriaceae; Mycetocola. 
ref|NR_024678.1| Mycetocola saprophilus 
91 Mycetocola saprophilus Bacteria; 
; Microbacteriaceae; Mycetocola. 
ref|NR_024677.1| Mycetocola 

2896542 2897985 Mycetocola 
omycetales; Micrococcineae; 


ref|NR_024675.1| Zimmermannella bifida 

10 Zimmermannella bifida Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 

ref|NR_024674.1| Leucobacter albus 

46 Leucobacter albus Bacteria; 

; Microbacteriaceae; Leucobacter. 

ref|NR_024673.1| Zimmermannella alba 

77 Zimmermannella alba Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 

ref|NR_024672.1| Thermaerobacter 
2904128 2905615 Thermaerobacter 

tridiales Family XVII. Incertae Sedis; 


Williamsia maris 
msia maris Bacteria; 


ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiaceae; Williamsia. 
ref|NR_024650.1| Actinoalloteichus 
2937540 2939007 Actinoalloteichus 


55256 Bacteria_16S 2943714 2943682 52 84 gi| 219856827 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 
Sporichthya. 
55256 Bacteria_16S 2945266 2945234 52 84 gi| 219856826 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

55256 Bacteria_16S 2954270 2954246 60 84 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

55256 Bacteria_16S 2980143 2980111 52 84 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
55256  Bacteria_16S 2984726 2984702 60 84 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

55256 Bacteria_16S 2986248 2986224 60 84 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 


ref|NR_024646.1| Sporichthya 
2943614 2945079 Sporichthya 
Actinomycetales; Frankineae; Sporichthyaceae; 


ref|NR_024645.1| Lactobacillus 
2945130 2946678 Lactobacillus 


55256 Bacteria_16S 2987770 2987746 60 84 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

55256 Bacteria_16S 3006092 3006060 52 84 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 


strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 


55256 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


55256 


Bacteria_16S 


Bacteria_16S 


3010501 3010469 52 


Modestobacter. 
3022634 3022610 60 


84 gi 


ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae; 
ae; 


84 gi 


219846916 
equence 


219846908 


Actinomycetales; 


ref|NR_026508.1 


ref|NR_026500.1 


Modestobacter 


3010413 3011894 Modestobacter 
Frankineae; 


Gordonia 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
55256  Bacteria_16S 3039362 3039338 60 84 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

55256 Bacteria_16S 3045470 3045438 52 84 gi| 219846891 |ref|NR_026483.1] Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 


55256 Bacteria_16S 3090683 3090651 52 84 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

55256  Bacteria_16S 3096785 3096761 60 84 gi|219846857|ref|NR_026449.1| Corynebacterium 


confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
55256 Bacteria_16S 3098241 3098209 52 84 gi| 219846856 |ref|NR_026448.1 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
55256 Bacteria_16S 3119311 3119287 60 84 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

55256  Bacteria_16S 3147738 3147714 60 84 gi 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterium. 


Arthrobacter rhombi 
rhombi Bacteria; 


219846823|ref|NR_026415.1| Corynebacterium 
3147642 3149116 Corynebacterium falsenii 
Corynebacterineae; Corynebacteriaceae; 


55256 Bacteria_16S 3164560 3164528 52 84 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

55256 Bacteria_16S 3175210 3175186 60 84 gi|219846804|ref|NR_026396.1| Corynebacterium 


mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
55256 Bacteria_16S 3178307 3178283 60 
singulare strain IBS B52218 16S 
singulare Bacteria; 
Corynebacteriaceae; Corynebacterium. 
55256 Bacteria_16S 3199720 3199696 60 84 gi|219846788|ref 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 


84 gi|219846802|ref|NR_026394.1| Corynebacterium 
ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


NR_026380.1| Corynebacterium 
199614 3201013 Corynebacterium 


w 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 
55256 Bacteria_16S 3205624 3205600 60 
mastitidis strain 


Corynebacterium. 


55256 Bacteria_16S 3213123 3213099 60 


lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
55256 Bacteria_16S 3214647 3214623 60 


imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


55256 Bacteria_16S 3223806 3223774 52 


84 gi 


S-8 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


84 gi 


84 


gi 


84 gi 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 


55256 Bacteria_16S 3240470 3240442 52 


strain NZ35 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
55256 Bacteria_16S 3250974 3250942 52 
strain DSM 43311 


Microtetraspora. 


55256 Bacteria_16S 3273640 3273608 52 


80 gi 


Clostridiaceae; 


84 gi 


84 gi 


219846784 


219846778 


219846777 


219846771 


Streptosporangineae; 


219846738 


Actinomycetales; 


ref|NR_026376.1| Corynebacterium 


3205525 3207001 Corynebacterium mastitidis 
Corynebacterineae; Corynebacteriaceae; 


ref|NR_026370.1| Corynebacterium 
3213025 3214498 Corynebacterium 

Corynebacterineae; 

ref 


NR_026369.1| Corynebacterium 


3214549 3216020 Corynebacterium imitans 
Corynebacterineae; Corynebacteriaceae; 


ref|NR_026363.1| Actinomyces europaeus 


3223689 3225098 Actinomyces europaeus 
Actinomycineae; Actinomycetaceae; 


219846760|ref|NR_026352.1| Thermobrachium celere 
3240430 3241833 Thermobrachium celere Bacteria; 

Thermobrachium. 

219846753 |ref|NR_026345.1| Microtetraspora glauca 


16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; 


ref |NR_026330.1| Eubacterium callanderi 


strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 


Firmicutes; 
55256 
fimetarium strain 
fimetarium Bacteria; 
55256 Bacteria_16S 


Clostridia; Clostridiales; 
Bacteria_16S 3276667 3276635 52 


Firmicutes; 
3279695 3279663 52 


Clostridia; 


Eubacteriaceae; 


84 gi 


84 gi 


219846736 


DSM 8238 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846734 


Eubacterium. 


Eubacteriaceae; 


ref|NR_026328.1| Acetobacterium 
3276555 3278023 Acetobacterium 
Acetobacterium. 


ref |NR_026326.1| Acetobacterium malicum 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 


Firmicutes; 
55256 
wieringae strain 
wieringae Bacteria; 
55256 Bacteria_16S 
strain Z-7692 16S 
Spirochaetes; 
55256 Bacteria_16S 
strain Z-7591 16S 
Spirochaetes; 
55256 Bacteria_16S 
strain DSM 43151 


Clostridia; Clostridiales; 
Bacteria_16S 3282739 3282707 52 


Firmicutes; 
3314673 3314649 60 


Spirochaetales; 
3317722 3317698 60 


Spirochaetales; 
3332955 3332923 52 


55256 Bacteria_16S 3334447 3334415 52 


brasiliensis strain DSM 43805 16S ribosomal RNA, partial 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 

55256 Bacteria_16S 3335935 3335911 60 
strain DSM 44183 
55256 


Bacteria_16S 3337444 3337420 60 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
55256 


Mycobacterium. 
Bacteria_16S 3338954 3338930 60 


austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
55256 Bacteria_16S 3342016 3341984 52 
thailandense DSM 


Dactylosporangium. 


55256 Bacteria_16S 3354260 3354228 52 


tyrofermentans strain CNRZ 926 16S ribosomal RNA, 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; 
55256 


Brachybacterium. 
Bacteria_16S 3355820 3355788 52 


Clostridia; 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


Eubacteriaceae; 


84 gi 


84 gi 
84 gi 
84 gi 


84 gi 


84 gi 


84 gi 


84 


gi 


84 gi 


43158 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


84 gi 


84 gi 


219846732 


DSM 1911 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846710 


219846708 


219846696 


16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846695 


219846694 


16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846693 


219846692 


219846689 


219846680 


219846679 


Acetobacterium. 


Eubacteriaceae; 


omonosporineae Hi 


sequence 
Actinomycetales; 


Actinomycetales; 


ref|NR_026324.1| Acetobacterium 
3282621 3284094 Acetobacterium 
Acetobacterium. 


ref|NR_026302.1| Spirochaeta africana 


3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaeta. 


ref|NR_026300.1| Spirochaeta asiatica 


3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaeta. 


ref Actinoplanes regularis 
regularis Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_026287.1| Actinoplanes 

3334351 3335794 Actinoplanes 


Micromonosporineae; 


NR_026288.1 


ref Mycobacterium hodleri 
hodleri Bacteria; 
Mycobacteriaceae; Mycobacterium. 


NR_026285.1| Mycobacterium 


NR_026286.1 


ref 


sequence 3337354 3338813 Mycobacterium 
Actinomycetales; 


Corynebacterineae; 

ref|NR_026284.1| Mycobacterium 
3338864 3340325 Mycobacterium 

Corynebacterineae; 

ref 


NR_026281.1| Dactylosporangium 


3341903 3343371 Dactylosporangium thailandense 
Micromonosporineae; 


Micromonosporaceae; 


ref|NR_026272.1| Brachybacterium 


complete sequence 3354134 3355645 Brachybacterium 
Actinomycetales; 


Micrococcineae; 


ref|NR_026271.1| Dermabacter hominis 


strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 


55256 


Dermabacteraceae; 
55256 


alimentarium Bact 


Dermabacteraceae; 
55256 


Bacteria_16S 2 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 
nesterenkovii Bac e; 


Bacteria_16S 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


3357383 3357351 52 84 gi 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3358947 3358915 52 


84 gi 


Brachybacterium. 
84 


19846678 
sequence 


219846677 
sequence 


219846672 


ref 


Actinomycetales; 


Actinomycetales; 


longisporum strai 
longisporum Bacte 


Bacteria_16S 3366598 3366566 52 


Streptosporangiaceae; 


55256 


claviforme strain 
claviforme Bacter 


Bacteria_16S 


Streptosporangiaceae; 


55256 


Bacteria_16S 


Streptosporangium. 
3368098 3368066 52 


Streptosporangium. 
3369593 3369561 52 


n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


84 


DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


84 


gi 
sequence 


219846671 
sequence 


gi 


gi|219846670 


Actinomycetales; 


Actinomycetales; 


ref 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 
55256 
album strain DSM 


Bacteria; Actinob 
Streptosporangium. 
Bacteria_16S 
strain M17C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


55256 


55256 
strain DSM 44015 


Bacteria; Actinob 


55256 
strain DSM 2062 1 


55256 


55256 


55256 


strain DSM 20119 


55256 
strain DSM 20138 


55256 
histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
Bacteria_16S 


55256 
strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
Bacteria_16S 


55256 
strain CIP 103259 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
Bacteria_16S 


55256 
hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 
55256 
matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 
55256 
amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 
55256 
xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3371093 3371061 52 84 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3377182 3377150 52 84 
ibosomal RNA, partial sequence 


gi 


3380244 3380220 60 84 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3393780 3393748 52 84 gi 


3396792 3396760 52 84 gi 


6S 3399851 3399819 52 84 gi 


6S 3401376 3401344 52 84 gi 


6S 3402915 3402883 52 84 gi 


3404448 3404416 52 84 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


3412102 3412070 52 84 gi 
16S ribosomal RNA, partial sequence 


3413553 3413521 52 84 gi 
16S ribosomal RNA, partial sequence 


3416520 3416488 52 84 gi 
rain CIP 103149 16S ribosomal RNA, par 


e; Corynebacterium. 

3432723 3432699 60 84 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


55256 


Bacteria_16S 


M 44125 16S ribosomal RNA, partial sequence 


3377063 33785 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_1l 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_1 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_1 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


219846669 
nce 33709 
ales; 


219846664 


ococcineae; 
219846662 
33801 
ales; 
219846649 


ococcineae; 
219846647 


ococcineae; 
219846645 


ococcineae; 
219846644 


ococcineae; 
219846643 


ococcineae; 
219846642 


ridae; 


219846636 

34120 
nomycineae; 
219846635 


nomycineae; 
219846633 
tial seque 


cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actin 
Actinomyces. 

3429883 3429859 60 84 gi|219846624|ref|NR_026216.1 
n CIP 81.82 16S ribosomal RNA, partial sequence 3429781 343112 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
e; Corynebacterium. 

3431272 3431248 60 84 gi| 219846623 |ref|NR_026215.1 
CIP 103452 16S ribosomal RNA, partial sequence 3431175 343257 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 


219846621 


ales; 


3434087 3434063 60 84 gi 


219846620 


pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 


inomycetales; 


ref 
99 3372445 Strep 
Streptosporangineae 


ref 
42 Kytococcus sedentarius Bacteria; 
Dermacoccaceae; 
ref 
49 3381618 Gordonia hydrophobica 
Corynebacterineae; 
ref 
47 Brevibacterium iodinum Bacteria; 


ref 
51 Oerskovia enterophila Bacteria; 


ref 
13 Arthrobacter 


ref 
49 Arthrobacter 


ref 
85 Arthrobacter 


ref 
artial sequence 
Actinomycetales; Mi 


ref 
06 3413422 Actino 


ref 
3413473 3414913 Actino: 


ref 
nce 


ref 
ence 3432626 3433942 Coryne 
Corynebacterineae; 


ref 


NR_026270.1 
3357257 335877 


NR_026269.1 
3358821 336033 


NR_026264.1 
3366504 336795 


NR_026263.1 
3368004 336944 


NR_026262.1 
3369499 337094 


NR_026261.1 


NR_026256.1 


NR_026254.1 


NR_026241.1 


Brevibacteriac 
NR_026239.1 


Cellulomonadac 
NR_026237.1 


Micrococcaceae 
NR_026236.1 


Micrococcaceae 
NR_026235.1 


Micrococcaceae 
NR_026234.1 
340433 


NR_026228.1 


Actinomycetace 
NR_026227.1 


Actinomycetace 


NR_026225.1 
341641 


NR_026213.1 


Cc 


NR_026212.1 
3433993 343537 


Gordoniaceae; 


Brachybacterium 
0 Brachybacterium 


Micrococcineae; 


Brachybacterium 
2 Brachybacterium 


Micrococcineae; 


Streptosporangium 
3 Streptosporangium 


Streptosporangineae; 


Streptosporangium 
8 Streptosporangium 


Streptosporangineae; 


Streptosporangium 
8 Streptosporangium 


Streptosporangineae; 


Streptosporangium 


tosporangium album 
7 


Streptosporangiaceae; 
Kytococcus sedentarius 


Kytococcus. 
Gordonia hydrophobica 


Gordonia. 
Brevibacterium iodinum 


eae; Brevibacterium. 
Oerskovia enterophila 


eae; Oerskovia. 
Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 

crococcineae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Actinomyces 

6 3417841 Actinomyces 
omycineae; 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 


pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 
55256 
strain DZZM 328 1 


Bacteria_16S 


e; Corynebacterium. 


3435509 3435485 60 84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 
55256 
strain DSM 20315 


Bacteria_16S 


3452259 3452227 52 84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


55256 
strain DSM 20550 


Bacteria_16S 


3455302 3455270 52 84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


55256 
protophormiae str 
protophormiae Bac 


Bacteria_16S 


3458337 3458305 52 84 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


55256 
nicotinovorans st 
nicotinovorans Ba 


Bacteria_16S 


3459857 3459825 52 84 
rain DSM 420 16S ribosomal RNA, 


gi 
comple 


Micrococcaceae; Arthrobacter. 


55256 
strain DSM 20546 


Bacteria_16S 


3461378 3461346 52 84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


55256 
polychromogenes s 
polychromogenes B 


Bacteria_16S 


3462900 3462868 52 84 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


55256 
strain DSM 20545 


Bacteria_16S 


3464424 3464392 52 84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


55256 
nicotianae strain 
nicotianae Bacter 
Arthrobacter. 
55256 
crystallopoietes 
crystallopoietes 
Micrococcaceae; A 
55256 
strain DSM 20133 
Actinobacteria; A 
55256 
globiformis strai 
globiformis Bacte 
Arthrobacter. 

55256 
strain DSM 43205 
Actinobacteria; A 
55256 
strain DSM43338 
Actinobacteria; A 
55256 
strain DSM 4954 1 
Actinobacteria; A 
55256 
marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 
55256 
strain 6843 DSM 1 
Actinobacteria; A 
55256 
denticolens strai 
denticolens Bacte 
Actinomycetaceae; 
55256 
strain NCTC 11636 
Actinobacteria; A 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3465947 3465915 52 84 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3467469 3467437 52 84 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

3468993 3468961 52 84 gi 
ctinobacteridae; Actinomycetales; Micr 
3470513 3470481 52 84 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3472015 3471991 60 84 gi 
ctinobacteridae; Actinomycetales; Cory 
3473550 3473526 60 84 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3475073 3475049 60 84 gi 


ctinobacteridae; Actinomycetales; Cory 
3476600 3476576 60 84 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3478142 3478110 52 84 gi 
ctinobacteridae; Actinomycetales; Acti 
3479585 3479553 52 84 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3481056 3481024 52 84 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 


55256 


Bacteria_16S 


3491828 3491804 60 84 gi 


cteria; Actinobacteria; Actinobacterid 


219846619 


6S ribosomal RNA, partial sequence 3435424 34367 


nebacterin 


219846608 


16S ribosomal RNA, partial sequence 3452140 34536 


ococcineae 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 
occineae; 


oc 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino 


’ 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846598 

sequence 

Actinomyce 


219846597 
rtial sequ 


idae; Acti 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 

219846595 
sequence 

Actinomyc 


219846594 


16S ribosomal RNA, partial sequence 3471913 34733 


nebacterin 
219846593 
34734 
nebacterin 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 


nebacterin 
219846591 
al sequenc 
e; 


219846590 


6S ribosomal RNA, partial sequence 3478022 34794 


nomycineae 
219846589 
1 sequence 
Actinomyc 


219846588 
34809 
nomycineae 
219846581 


chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


Actinomycet 


Actinomycet 


ref|NR_026211.1| Corynebacterium auris 
52 Corynebacterium auris Bacteria; 
eae; Corynebacteriaceae; 


ref|NR_026200.1| Micrococcus lylae 
11 Micrococcus lylae Bacteria; 

; Micrococcaceae; Micrococcus. 
ref|NR_026198.1| Arthrobacter agilis 
68 Arthrobacter agilis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026195.1] Arthrobacter 

e 3458220 3459692 Arthrobacter 

ales; Micrococcineae; 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


Arthrobacter 
0 Arthrobacter 
coccineae; 
ref|NR_026193.1] Arthrobacter ramosus 
33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 
omycetales; Micrococcineae; 


, 


ref|NR_026191.1 
79 Arthrobacter 
Micrococcacea 


Arthrobacter pascens 

pascens Bacteria; 

e; Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


, 


tale 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


ref 
ence 
nomycetales 
Arthrobacter citreus 
citreus Bacteria; 
Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


ref|NR_026188.1 
48 Arthrobacter 
Micrococcacea 


v 


etales; Mic 


ref|NR_026186.1| Rhodococcus opacus 
93 Rhodococcus opacus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026185.1] Rhodococcus ruber 
44 3474924 Rhodococcus ruber Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_026184.1| Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 

ales; Corynebacterineae; 


ref|NR_026182.1| Actinomyces georgiae 
43 Actinomyces georgiae Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026181.1| Actinomyces 

3479494 3480915 Actinomyces 
etales; Actinomycineae; 


ref|NR_026180.1 
66 3482380 Actino 


Actinomyces howellii 
myces howellii Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026173.1| Mycobacterium 

3491744 3493209 Mycobacterium 


55256 Bacteria_ 
strain DSM 20425 


55256 Bacteria_ 
strain DSM 43045 


55256 Bacteria_ 


55256 Bacteria_ 


Actinobacteria; Actinobac 


55256 Bacteria_ 
strain DSM 20542 


55256 Bacteria_ 
strain DSM 20528 


55256 Bacteria_ 


strain IndiB4 16S 


Firmicutes; 
55256 Bacteria_ 
hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 
55256 


16S 3502205 3502173 52 


16S 3503729 3503697 52 
16S 3512864 3512832 52 
16S 3514388 3514356 52 


16S 3515909 3515877 52 


16S 3517431 3517399 52 


16S 3551217 3551189 52 


Clostridiales; 


16S 3607590 3607566 60 


Mycobacterium. 


ribosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


84 gi 


84 gi 
84 gi 
84 gi 
84 gi 


84 gi 


80 gi 


84 gi 


84 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219846567 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 
Actinobacteria; Actinobac 


inomycetales; 


strain 1066 16S r 


55256 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


55256 


Bacteria_16S 3615181 3615157 60 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
3616688 3616664 60 
Ko2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3636106 3636082 60 


gi 


84 gi 


84 gi 


219846495 
3615060 36165 


219846494 
3616566 3618027 Mycoba 


Corynebacterineae; 


219846481 


es; 


15 Mycobacterium 


ref|NR_026166.1 


ref |NR_026165.1 


ref|NR_026159.1 


ref|NR_026158.1 


Microbacteriac 
ref|NR_026157.1 


Microbacteriac 
ref|NR_026156.1 


Microbacteriac 
ref |NR_026134.1 


ref|NR_026092.1 
3607525 360892 


ref |NR_026087.1 


Mycobacteri 


ref|NR_026086.1 


ref |NR_026073.1 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 
Brevibacteriaceae; 


Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 


teridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
219846566 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 
teridae; Actinomycetales; Micrococcineae; 
219846565 
16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobac 


Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
teridae; Actinomycetales; Micrococcineae; 
219846564 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219846542 
3551089 35526 
Caloramator. 
219846500 
ATCC 9874 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Act 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Mycobacterium 
0 Mycobacterium 


Corynebacterineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 


Mycobacteriaceae; 


Mycobacterium duvalii 


strain ATCC 43910 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Mycobacterium. 
55256 Bacteria_16S 3712053 3712021 52 


84 gi 


219846428 


3636002 3637503 Mycobacterium duvalii 


es; Corynebacterineae; Mycobacteriaceae; 


ref|NR_026019.1| Actinoplanes 


auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Actinoplanes. 
55256 Bacteria_16S 3713514 3713482 52 


84 gi 


Micromonosporaceae; Actinoplanes. 

55256 Bacteria_16S 3721044 3721020 60 84 gi 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Mycobacterium. 
55256 Bacteria_16S 3734313 3734281 52 84 gi 
subsp. aerata strain P132 16S ribosomal RNA, partial sequ 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; Microbispora. 

55256 Bacteria_16S 3740163 3740131 52 84 gi 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Microtetraspora. 
55256 Bacteria_16S 3741628 3741596 52 84 
strain T/457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microtetraspora. 
55256 Bacteria_16S 
strain IFO 14094 
Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
55256 Bacteria_16S 3768538 3768506 52 84 gi 
michiganensis subspecies tessellarius strain 78181 16S 


gi 
Strept 
3743092 3743060 52 


84 gi 


ri 


219846427 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


219846420 


219846411 


219846407 


219846406 
3741557 3742969 Microtetraspora fusca Bacteria; 


219846405 
16S ribosomal RNA, partial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 


219846385 


es; Micromonosporineae; Micromonosporaceae; 
ref|NR_026018.1| Actinoplanes 
3713443 3714853 Actinoplanes 


Actinomycetales; Micromonosporineae; 


ref|NR_026011.1| Mycobacterium 

3720952 3722442 Mycobacterium hassiacum 
es; Corynebacterineae; Mycobacteriaceae; 
ref|NR_026002.1| Microbispora 
ence 3734241 3735655 Microbispora 
Actinomycetales; Streptosporangineae; 


rosea 
rosea 


ref|NR_025998.1| Microtetraspora 
3740091 3741506 Microtetraspora niveoalba 
es; Streptosporangineae; Streptosporangiaceae; 


ref|NR_025997.1| Microtetraspora fusca 


osporangineae; Streptosporangiaceae; 


ref|NR_025996.1| Nonomuraea ferruginea 
osporangineae; 
ref 
RNA, 


Streptosporangiaceae; Nonomuraea. 
NR_025976.1| Clavibacter 


bosomal partial sequence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 

55256 Bacteria_16S 3810894 3810866 52 80 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

55256 Bacteria_16S 3839748 3839716 52 84 gi|219846335|ref|NR_025925.1| Blastococcus 


aggregatus strain B15 16S ribosomal RNA, partial sequence 


3839632 3841072 Blastococcus aggregatus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


Blastococcus. 
55256 Bacteria_16S 
strain IFO 15474 


Herbidospora. 
55256 Bacteria_16S 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 
Spirilliplanes. 


Micromonosporaceae; 
55256 Bacteria_16S 
strain CM2104 16S 


55256  Bacteria_16S 


strain 20-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


55256  Bacteria_16S 


cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 


3900894 3900862 52 


3917367 3917335 52 


4011227 4011195 52 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4023318 4023286 52 


4038548 4038524 60 


Mycobacteriaceae; Mycobacterium. 


55256 Bacteria_16S 


strain JC1078 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


55256  Bacteria_16S 
strain AS 4.1860 


55256 
phenolicus strain 
phenolicus Bacteria; 
55256 Bacteria_16S 


Bacteria_16S 


permense strain VKM Ac-2280 16S ribosomal RNA, partial 


permense Bacteria; 
Brevibacterium. 
55256  Bacteria_16S 
strain KMM 3637 1 


55256 Bacteria_16S 
strain CA15-8 16S 


55256 Bacteria_16S 
strain C3H-21 16S 


55256  Bacteria_16S 
condimenti strain 
Bacteria; Firmicutes; 
55256 Bacteria_16S 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Arthrobacter. 
55256 Bacteria_16S 
strain MK (Kaplan 


Proteobacteria; Alphaproteobacteria; Ri 


fever group. 
55256 Bacteria_16S 
japonicum strain 


japonicum Bacteria; Actinobacteria; Act 


Cryptosporangium. 
55256 Bacteria_16S 


castelarensis strain BJ-608 16S ribosomal RNA, partial 
castelarensis Bacteria; Actinobacteria; 
Streptomyces. 


Streptomycetaceae; 
55256  Bacteria_16S 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
55256 Bacteria_16S 
ferralitis strain 


Streptomycetaceae; 
55256 Bacteria_16S 


F-2 16S ribosomal RNA, 


) 16S ribosomal RNA, p 


YU 636-3 16S ribosomal 


SFOp68 16S ribosomal 
ferralitis Bacteria; Actinobacteria; Ac 
Streptomyces. 


4053555 4053523 52 


4074689 4074665 60 


16S ribosomal RNA, partial sequence 4074613 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


4077833 4077761 9 


LR7.2 16S ribosomal RNA, 


Firmicutes; 
4112528 4112496 52 


4120080 4120048 52 


4199667 4199635 52 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4243581 4243549 52 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


39302 39279 57 


Bacillales; 
133658 133631 57 


316363 316340 61 


342486 342463 61 


367734 367711 61 


373711 373688 61 


409048 409025 61 


435453 435430 61 


Clostridia; 


84 gi|219846294 


16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


84 gi| 219846282 


84 gi| 219846215 


4011119 40125 
84 gi|219846207 
4023267 40246 
84 


gi|219846197 


84 gi| 219846184 


4053509 40549 
84 219846169 
760 


gi 


80 gi| 219846167 
complete sequence 
Clostridiales; 
84 gi|219846142 
sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


84 gi| 219846137 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


84 gi|219846075 


4199561 42010 


84 gi|219722939 


4243475 42448 


putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 


putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


Streptosporangineae; 


sequence 3917267 391873 
Actinomycetales; 


Micrococcineae; 


Micrococcineae; 


Actinomycetales; 


Peptococcaceae; 


Micrococcineae; 


Micrococcineae; 


Herbidospora cretacea 
cretacea Bacteria; 
Streptosporangiaceae; 


ref |NR_025884.1 
68 Herbidospora 


ref Spirilliplanes 
6 Spirilliplanes 


Micromonosporineae; 


NR_025872.1 


ref|NR_025805.1| Janibacter melonis 
97 Janibacter melonis Bacteria; 
Intrasporangiaceae; Janibacter. 
ref|NR_025797.1| Agromyces salentinus 
47 Agromyces salentinus Bacteria; 
Microbacteriaceae; Agromyces. 
ref|NR_025787.1| Mycobacterium 
4038441 4039947 Mycobacterium 
Corynebacterineae; 


ref|NR_025774.1| Serinicoccus marinus 
29 Serinicoccus marinus Bacteria; 
Intrasporangiaceae; Serinicoccus. 
ref|NR_025759.1| Nocardia xishanensis 
23 Nocardia xishanensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_025757.1] Cryptanaerobacter 
4077655 4079183 Cryptanaerobacter 
Cryptanaerobacter. 
ref|NR_025732.1| Brevibacterium 
4112427 4113885 Brevibacterium 
Micrococcineae; Brevibacteriaceae; 


ref|NR_025727.1| Brevibacterium celere 
73 Brevibacterium celere Bacteria; 
Brevibacteriaceae; Brevibacterium. 
ref|NR_025665.1| Arthrobacter koreensis 
31 Arthrobacter koreensis Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_024571.1| Brachybacterium muris 
83 Brachybacterium muris Bacteria; 
Dermabacteraceae; Brachybacterium. 


80 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
complete sequence 39179 40723 Staphylococcus condimenti 
Staphylococcus. 
84 gi|265678973|ref|NR_029281.1| Arthrobacter 
133546 135015 Arthrobacter ureafaciens 
Micrococcineae; Micrococcaceae; 

84 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
artial sequence 316282 317695 Rickettsia akari Bacteria; 
ckettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

84 gi|265678829|ref|NR_029134.1| Cryptosporangium 

RNA, partial sequence 342395 343854 Cryptosporangium 
inobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 

84 gi|265678809|ref|NR_029114.1| Streptomyces 

sequence 367645 369119 Streptomyces 
Actinobacteridae; Actinomycetales; Streptomycineae; 
84 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
sequence 373661 375050 Kitasatospora 
Actinomycetales; Streptomycineae; 

84 gi| 265678782 |ref|NR_029087.1| Streptomyces 
RNA, partial sequence 408966 410455 Streptomyces 
tinobacteridae; Actinomycetales; Streptomycineae; 

84 gi|265678764|ref|NR_029069.1| Kitasatospora 


435340 436871 Kitasatospora 
Streptomycineae; 


55256 
strain R 16089 16 
Firmicutes; 
55256 
strain R 16086 16 
Firmicutes; 
55256 


Firmicutes; 
55256 
coryniformis subs 


Bacteria_16S 


Bacil 
Bacteria_16S 


Bacil 
Bacteria_16S 
strain S-5623 16S 
Lacto 
Bacteria_16S 


452345 452322 57 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
453944 453921 57 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 

472165 472142 61 84 
ribosomal RNA, partial sequence 
bacillales; Weissella. 
507551 507528 57 


80 gi 


80 gi 
gi 


80 gi 


p- torquens strain 30 16S ribosomal RN. 


265678752 


452220 45376 


265678751 


453819 45536 


265678736 


472041 47353 


265678713 
A, 


complet 


ref |NR_029057.1 


ref|NR_029056.1 
ref 


NR_029041.1 


ref 
e se 


NR_029018.1 
quence 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 
55256 
strain FI-0169 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium avi 


55256 


Bacteria; 
55256 
flavogriseus stra 


Bacteria_16S 


Bacteria_16S 
nepalensis strain 
Firmicu 
Bacteria_16S 
in CBS 101.34 16S ribosomal RNA, parti 


Lactobacillus. 
530316 530293 61 84 
S ribosomal RNA, partial sequence 


gi 


um complex (MAC). 


540962 540939 57 80 gi 


tes; Bacillales; Staphylococcus. 


553219 553196 61 84 gi 


CW1 16S ribosomal RNA, partial sequen 


265678698 |ref|NR_029003.1| Mycobacterium chimaera 
530243 531694 Mycobacterium chimaera Bacteria; 

nebacterineae; Mycobacteriaceae; Mycobacterium; 

265678691|ref|NR_028996.1| Staphylococcus 

ce 540862 542331 Staphylococcus nepalensis 

265678683|ref|NR_028988.1| Streptomyces 

al sequence 553128 554608 Streptomyces 


flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 599884 599861 61 84 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 631983 631956 57 84 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

55256 Bacteria_16S 656207 656184 61 84 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 730413 730390 57 80 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

55256 Bacteria_16S 739638 739615 61 84 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria 


Pseudonocardineae 
55256 
suicloacalis stra 
suicloacalis Bact 
55256 
strain S-743 16S 
Tenericutes; Moll 
55256 
beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 
55256 
haemoperoxidus st 
haemoperoxidus Ba 
55256 
moraviensis strai 
Bacteria; Firmicu 
55256 
gasicomitatum str 
gasicomitatum LMG 
55256 
scopiformis strai 
Bacteria; Actinob 
Streptomyces. 

55256 
caldoxylosilyticu 
caldoxylosilyticu 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


; Pseudonocardiaceae; Saccharomonospor 


772154 772131 61 84 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
779926 779899 57 84 gi 
ribosomal RNA, partial sequence 


786039 786016 61 84 gi 
ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

830456 830433 57 80 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
832013 831990 57 80 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
856087 856060 57 84 gi 
ain TB1-10 16S ribosomal RNA, partial 

18811 Bacteria; Firmicutes; Lactobaci 
875727 875704 61 84 gi 
n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


, 


957375 957352 57 80 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 


55256 


Bacteria_16S 


968100 968077 61 84 gi 


a. 
265678531 
quence 


265678525 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
Bacteria_16S 


265678521 
quence 


265678492 
quence 
nterococca 
265678491 
nce 83188 
Enterococ 
265678474 
sequence 
llales; Le 
265678461 
nce 87568 
ales; Stre 


265678406 
ial sequen 
cillaceae; 
265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


; Kitasatospora. 


nobacteria 


e; Actinomycet 


v 


ref|NR_028835.1 
772034 773579 
ceae; Atopostipe 
ref |NR_028829.1 
7 Acholeplasma 
eplasma. 
ref |NR_028825.1 
785920 787418 
ales; Strept 


ref|NR_028795.1 
830324 831835 
ceae; Enterococc 
ref|NR_028794.1 
6 833394 Entero 
cus. 
ref |NR_028777.1 
855982 857475 
uconostoc. 
ref|NR_028764.1 
6 877087 Strept 
ptomycineae; Str 


ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 


Actinobacteridae; Actinomycetales; 


Atopostipes 
Atopostipes 

Ss. 

Acholeplasma axanthum 


axanthum Bacteria; 


Streptomyces 
Streptomyces 
omycineae; 


Enterococcus 
Enterococcus 

us. 

Enterococcus 
coccus moraviensis 


Leuconostoc 
Leuconostoc 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Geobacillus 
Geobacillus 


ref|NR_028700.1 
967981 969477 
Strep 


Kitasatospora 
Kitasatospora 
tomycineae; 


55256 Bacteria_ 


strain FC 097-2 1 


16S 984877 984850 57 


6S ribosomal RNA, 


84 gi 


265678387 
complete sequence 984769 98628 


ref|NR_028689. 
5 Acholeplasma 


Acholeplasma vituli 
vituli Bacteria; 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

55256 Bacteria_16S 1018512 1018489 57 80 gi|265678365|ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

55256  Bacteria_16S 1085100 1085077 61 84 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 

strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 1260501 1260474 57 84 gi|219846707|ref|NR_026299.1| Brevibacterium 

mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 

ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Brevibacteriaceae; Brevibacterium. 

55256  Bacteria_16S 1287584 1287561 61 84 gi|219846052|ref|NR_025642.1| Weissella soli strain 


Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 
55256 Bacteria_ 
subsp. 
subsp. 


55256 Bacteria_ 


strain NCIMB 7030 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


55256 Bacteria_ 


thermoviolaceus s 
1308545 St 


Actinobacteridae; 
55256 Bacteria_ 
schleiferi subsp. 


55256 Bacteria_ 
carnosus subsp. 
carnosus subsp. 


55256 Bacteria_ 


strain TMO 16S ri 
Thermotogales; 


Thermotogae; 


55256 Bacteria_ 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


55256 Bacteria_ 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


55256 Bacteria_ 
strain GD521 16S 
Firmicutes; 
55256 
subsp. 
subsp. 


55256 

subsp. 
subsp. 
Mycobacteriaceae; 
55256 

subsp. 
subsp. 
55256 

subsp. 
subsp. 


55256 


55256 


terrestris strain 
terrestris Bacter 
Streptomycetaceae 


55256 


equorum st 
equorum Ba 


carnosus strain 361 16S ribosomal RNA, 
carnosus Bacteria; 


Bacil 
Bacteria_16S 
albus stra 
albus Bact 
Streptomycetaceae 
Bacteria_16S 
avium stra 
avium Bact 


Bacteria_16S 
paranensis strain 
paranensis Bacter 
Streptomycetaceae 
Bacteria_16S 


Bacteria_16S 


Weissella. 

16S 1293586 1293563 57 80 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 
16S 1298023 1297996 57 84 gi 
55 16S ribosomal RNA, partial sequence 


16S 
ubsp. 


1307156 1307133 61 84 gi 
thermoviolaceus strain DSM 40443 


Actinomycetales; Streptomycineae; Str 
16S 1317881 1317858 57 80 gi 
coagulans strain GA 211 16S ribosomal 


16S 1320965 1320942 57 80 gi 


Bacillal 
gi 


Firmicutes; 

1393656 1393633 57 80 
bosomal RNA, partial sequence 

Thermotogaceae; Thermotoga. 
16S 1425404 1425381 61 84 gi 
ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

16S 1426969 1426946 61 84 gi 
AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 1433156 1433133 57 80 

ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1474005 1473982 61 84 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1475558 1475535 61 84 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


16S 


e; 


gi 


2 
1 
7 


’ 


2 
1 
7 


1478676 1478653 57 80 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1487838 1487815 61 84 gi 
rain JCM 4667 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
1555647 1555624 61 
HKI 0190 16S ribosoma 
ia; Actinobacteria; Ac 
Kitasatospora. 
1557143 1557120 61 84 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
1558637 1558614 61 


a 
¥. 
84 gi 
1 RNA, partial s 
tinobacteridae; 


, 


, 


84 gi 


es; 


Mycobacterium; Mycobacterium avium comp 
Bacteria_16S 
sciuri str 
sciuri Bac 
Bacteria_16S 
rimosus st 
rimosus Ba 
Streptomycetaceae; 


eq 
Ac 


eq 
Ac 


1287447 1289004 Weiss 


228715348 
sequence 
lococcus. 

219846893 


12 


ococcineae 
228721493 
16S ribos 
reptomyces thermoviolaceus subsp. thermoviolaceu 
eptomyceta 
228715349 
RNA, part 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
228715346 
partial se 
Staphy 
228715897 
1393543 13950 


224581441 
al sequ 


Acti 


224581440 
sequen 
Actino: 


Cc 


224581433 
1433051 14345 


19878476 
sequence 
Actinomy 


19878445 
sequence 
Actinomy 
lex (MAC 
219878381 
ete sequen 
ococcus. 

219857134 
ete sequen 
ae; 


Act 


219846194 
uence 
tinomyce 


219846193 
uence 


tinomyce 


219846192 


gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


myce 


ella 


ref|NR_027520. 


ref|NR_026485. 


979 
, Br 
ref 
omal 
s Ba 
ceae 
ref 
ial 


NR_027616. 


La 
NR_027521. 
sequence 


ref 
quen 
loco 

ref 


NR_027518. 
ce 

ccus. 
NR_027542. 


ref|NR_027223. 
enc 
nomycetales; 
ref|NR_027222. 
e 
tales; 


ref|NR_027215. 


ref 
1473916 14754 
cetales; 


ref 
1475465 14769 
cetales; 
ae 
ref 
ce 1478573 14801 


ref 
ce 1487741 14892 
inomycetales; 
ref 

1555586 15570 
tales; 


ref 
1557082 15585 
tales; 


ref 
1558576 15600 


soli Bacte 

1293463 12949 
19 1299312 Brevi 
evibacteria 
RNA, parti 


cteria; Act 
Streptomy 


13208 


e 1425302 14268 
Strep 


1426862 14283 
Streptomy 


NR_025615.1 
Strept 
NR_025584.1 
Coryne 


NR_025520.1 


NR_024762.1 
Stre 
NR_025784.1 
Streptomy 
NR_025783.1 
Streptomy 


NR_025782.1 


ria; Firmicutes; 
Staphylococcus equorum 
6 Staphylococcus equorum 


5 


Brevibacterium avium 

acterium avium Bacteria; 

eae; Brevibacterium. 
Streptomyces 

1 sequence 

nobacteria; 

es. 

Staphylococcus 

1317758 1319249 

Staphylococcus. 

Staphylococcus 

2 1322334 Staphylococcus 


b 
c 
a 
BE 
c 


1307063 


4 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Streptomyces 
1 Streptomyces 
omycineae; 


1 
t 


7 


Streptomyces 
6 Streptomyces 
cineae; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Streptomyces albus 
14 Streptomyces albus 
omycineae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


3 
b 


Staphylococcus sciuri 
00 Staphylococcus sciuri 
Streptomyces rimosus 
5 Streptomyces rimosus 
tomycineae; 


2 
Pp 


Kitasatospora 
1 Kitasatospora 
cineae; 


3 


Kitasatospora 
5 Kitasatospora 
cineae; 


2 


Kitasatospora 
04 Kitasatospora 


Streptomycineae; 


55256 Bacteria_16S 1588932 1588909 61 


55256 Bacteria_16S 1590480 1590457 61 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial 
Actinobacteridae; 


tubercidicus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 
55256 Bacteria_16S 1592028 1592005 61 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
Actinobacteria; 


rimosus subsp. paromomycinus Bacteria; 


84 


84 


84 


gi 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


219878485 


219878484 


219878483 
partial 


sequence 
Actinomycetales; 


ref |NR_025624. 


ref |NR_025623. 


ref |NR_025622. 
sequence 


1| Streptomyces catenulae 


40 Streptomyces catenulae Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
1| Streptomyces 


1590391 1591888 Streptomyces 
Streptomycineae; 


1| Streptomyces rimosus 


1591939 1593434 Streptomyces 
Actinobacteridae; Actinomycetales; 


Streptomycineae; Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 1593574 1593551 61 84 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 1595121 1595098 61 84 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 1596669 1596646 61 84 gi|219878480|ref|NR_025619.1| Streptomyces niger 


strain DSM 43049 


55256 Bacteria_16S 1598217 1598194 61 


olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actin 


Streptomycetaceae; Streptomyces. 
55256 Bacteria_16S 1599765 1599742 61 
strain DSM 40597 
55256 


Bacteria_16S 1601313 1601290 61 


84 


84 


84 


Streptomycineae; Streptomycetaceae; 


gi 


gi 


Streptomycineae; Streptomycetaceae; 


gi 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; Streptomycetaceae; 
55256 Bacteria_16S 1675724 1675701 61 
keratiniphila subsp. nogabecina strain 


Streptomyces. 


84 


gi 


219878479 


219878478 


219878477 


219878424 


16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_025618. 


ref|NR_025617. 


16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_025616. 


RNA, partial sequence 


ref|NR_025563. 


DSM 44586 16S ribosomal RNA, partial sequence 


niger Bacteria; 
Streptomyces. 
1| Streptomyces 


1598128 1599625 Streptomyces 
omycetales; 


Streptomycineae; 


1| Streptomyces violens 
violens Bacteria; 
Streptomyces. 

1| Streptomyces 

1601224 1602721 


1| Amycolatopsis 
1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
55256 


Pseudonocardineae; 
Bacteria_16S 1677241 1677218 61 


84 


Pseudonocardiaceae; 


gi 


219878423 


decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 


decaplanina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
55256 Bacteria_16S 1678762 1678739 61 
strain MG 417-CF 17 16S ribosomal RNA, 


Amycolatopsis. 


55256 Bacteria_16S 1771598 1771575 61 


84 


84 


gi 


partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219878422 


219878355 


Amycolatopsis. 
NR_025562.1 
1677147 1678610 Amycolatopsis 


Actinomycetales; Pseudonocardineae; 


16786 


ref 


ref 


ref 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces 


Actinobacteria; Actinobacteridae; Actinomycetales; 


55256 Bacteria_16S 1773095 1773072 61 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
Actinobacteridae; 


roseoviolaceus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 
55256 Bacteria_16S 1774593 1774570 61 


84 


84 


Streptomycineae; Streptomycetaceae; 
NR_025493.1 
e 1773034 17744 
Actinomycetales; 


gi 


gi 


longisporus strain ISP 5166 16S ribosomal RNA, partial 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
55256 


Streptomyces. 
Bacteria_16S 1780779 1780752 57 


84 


strain 4-0 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 


55256 Bacteria_16S 1886029 1886006 61 


halophila strain 


Pseudonocardiaceae; Saccharomonospora. 
55256 Bacteria_16S 2053544 2053521 61 
stelliscabiei strain CFBP 4521 
stelliscabiei Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 
55256 Bacteria_16S 2056524 2056501 61 
somaliensis strain DSM 40738 


84 


84 


84 


gi 


1780670 17821 


gi 


gi 


16S ribosomal RNA, partial 
Actinobacteridae; 


gi 


somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
55256 


Streptomyces. 
Bacteria_16S 2058064 2058041 61 


84 


gi 


219878354 


219878353 
sequence 


219878349 


219878274 


DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Act 


219878155 


219878153 


16S ribosomal RNA, partial sequence 


219878152 


thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 


sequenc 


inomycetales; 


sequenc 


Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


NR_025561.1 
61 1680145 Amycolatopsis japonica 
Pseudonocardineae; 


NR_025494.1 


NR_025492.1 
1774532 17759 
Actinomycetales; 


NR_025488.1 
24 Citricoccus muralis Bacteria; 


NR_025413.1 
1885917 1887421 Saccharomonospora 
Pseudonocardineae; 


NR_025294.1 
e 2053442 20549 
Actinomycetales; 


NR_025292.1 
2056438 20579 
Strepto 


NR_025291.1 


Amycolatopsis 


Amycolatopsis japonica 
Pseudonocardiaceae; 


Streptomyces arenae 
arenae Bacteria; 
Streptomyces. 
Streptomyces 

81 Streptomyces 


Streptomycineae; 


Streptomyces 
79 Streptomyces 


Streptomycineae; 


Citricoccus muralis 


Saccharomonospora 


Streptomyces 
19 Streptomyces 


Streptomycineae; 


Streptomyces 
20 Streptomyces 
mycineae; 


Streptomyces 


2057971 2059469 Streptomyces 


thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


55256 Bacteria_ 
strain DSM 43030 


Actinobacteria; Actinoba 


55256 Bacteria_ 


scrofulaceum strain ATCC 
scrofulaceum Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycoba 


55256 Bacteria_ 


strain MUP 1182 16S ribo 
Actinobacteria; Actinoba 


55256 Bacteria_ 


strain ATCC 927 1 
Actinobacteria; Actinoba 


55256 Bacteria_ 


strain PK-Blue 16 
Actinobacteria; Actinoba 


55256 Bacteria_ 
strain IH003 16S 
Firmicutes; 
55256 Bacteria_ 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


55256 Bacteria_ 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 


55256 Bacteria_ 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


55256 Bacteria_ 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


55256 Bacteria_ 
limimaris strain 
Bacteria; 
55256 Bacteria_ 


strain ATCC 49929 
Bacteria; Actinob 


Propioniferax. 
55256 Bacteria_ 


strain DSM5578 16 
Lacto 


Firmicutes; 


55256 Bacteria_ 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


55256 
albus strain JL 8 


Bacteria; Actinob 
Streptacidiphilus 
Bacteria_16S 


55256 
strain DSM 44262 


Actinobacteria; Actinobacteridae; Actin 
Bacteria_16S 


55256 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


55256 
strain JCM 9920 1 


Actinobacteria; Actinobacteridae; Actin 
Bacteria_16S 


55256 
strain JCM 4662 1 


Actinobacteria; Actinobacteridae; Actin 
Bacteria_16S 


55256 


Lacto 


Proteob 


Bacteria_16S 


Bacteria_16S 


Streptomyces. 


Streptomycineae; 


16S 2109926 2109903 61 84 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
cteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
16S 2129616 2129593 61 84 gi|219857648|ref|NR_025237.1| Mycobacterium 
19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
Actinobacteridae; Actinomycetales; Corynebacterineae; 
cterium. 
16S 2147698 2147675 61 84 gi|219857636|ref|NR_025225.1| Mycobacterium parmense 
somal RNA, complete sequence 2147582 2149114 Mycobacterium parmense Bacteria; 
cteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
16S 2164327 2164304 61 84 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 
6S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
cteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
16S 2167392 2167369 61 84 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
cteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
16S 2176550 2176523 57 84 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 


; Streptomyces. 


S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

16S 2517695 2517672 61 
in CN 732 16S ribosoma 
eria; Actinobacteria; 
Streptomyces. 
2551963 2551940 61 
3 16S ribosomal RNA, c 
acteria; Actinobacteri 


84 gi 
1 RNA, partial s 


Actinobacteridae; 


7 
84 gi 
omplete sequence 
dae; Actinomycet 


2612022 2611999 61 
16S ribosomal RNA, par 


84 gi 
omycetales; Pseu 
2771698 2771675 61 84 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 
2773233 2773210 61 
6S ribosomal RNA, part 


’ 


84 gi 
omycetales; 
2774769 2774746 61 84 

6S ribosomal RNA, part 


Stre 
gi 


omycetales; 
2776307 2776284 61 84 


Stre 
gi 


eq 


al 


2417916 24194 
219857365 
uence 


Actinomy 


219857342 


25 


es; S 


219857257 
tial sequence 2611942 26134 
do 
219857136 
eq 
Ac 


nocar 


uence 


219857135 
ial sequence 2773134 27 
pt 
219857133 


omyci 


ial sequence 2774670 27 


pt 
219857132 


omyci 


tinomyce 


bacillales; Leuconostoc. 

16S 2246157 2246134 61 84 gi|219857568|ref|NR_025156.1 
ain S77 16S ribosomal RNA, partial sequence 2246040 224756 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
; Streptomyces. 

16S 2247733 2247710 61 84 gi| 219857567 |ref|NR_025155.1 
ain S63 16S ribosomal RNA, partial sequence 2247616 224914 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
; Streptomyces. 

16S 2256920 2256897 61 84 gi|219857561|ref|NR_025149.1 
n YIM 41004 16S ribosomal RNA, partial sequence 2256827 225829 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 

; Streptomyces. 

16S 2260044 2260021 61 84 gi|219857559|ref|NR_025147.1 
us strain AT10 16S ribosomal RNA, partial sequence 2259931 226145 
us Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S 2353927 2353904 57 80 gi|219857491|ref|NR_025079.1 
DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulf 
acteria; Deltaproteobacteria; Syntrophobacterales; Syntrophacea 
16S 2357063 2357036 57 84 gi| 219857489 |ref|NR_025077.1 

16S ribosomal RNA, partial sequence 2356968 2358432 Propio 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
16S 2418020 2417993 57 84 gi| 219857447 |ref|NR_025035.1 


518 
tre 


din 


746 
nea 


761 
nea 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto: 


ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


ref|NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024764.1 

2771601 277308 
tales; Streptomy 


ref|NR_024763.1 
19 Streptomyces 
e; Streptomyceta 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomyceta 


albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 


albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


e: 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 


mycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Desulfomonile 

omonile limimaris 
Desulfomonile. 
Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


’ 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Streptomyces 
3 Streptomyces 


cineae; 


Streptomyces peucetius 


peucetius Bacteria; 
ceae; 


Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 


ref |NR_024760.1 
2776208 277769 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


55256 Bacteria_16S 
strain DSM 5069 1 
Bacteria; Thermotogae; 
55256 Bacteria_16S 

kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae; 
55256 Bacteria_16S 

strain IMC S-0802 16S 


Actinobacteria; Actinobacteridae; Actin 


55256 Bacteria_16S 
acidipiscis strai 
acidipiscis Bacteria; 
55256 Bacteria_16S 

cineracea strain 
cineracea Bacteri 
Streptomycetaceae; 
55256 Bacteria_16S 
weihenstephanensi 
weihenstephanensi 
55256 Bacteria_16S 
vitulinus strain 
vitulinus Bacteria; 
55256 Bacteria_16S 
lugdunensis strai 
lugdunensis Bacteria; 
55256 Bacteria_16S 

strain ATCC 43959 16S 
Bacteria; Firmicutes; 
55256 Bacteria_16S 


delphini strain ATCC 4917 
Firmic 


v 
Bacteria_16S 


delphini Bacteria 
55256 


arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
Staphylococc 


arlettae Bacteria; 
55256 Bacteria_16S 
ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 
55256 Bacteria_16S 
macrosporus strain A12 
macrosporus Bacte 
Streptomycetaceae; 
55256 Bacteria_16S 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae; 
55256 Bacteria_16S 
700631 16S riboso 
Lactobacillales; 
55256 Bacteria_16S 
strain ATCC 25470 16S 


Actinobacteria; Actinobacteridae 


55256 Bacteria_16S 
salinarius strain 
salinarius Bacteria; 
55256 Bacteria_16S 
strain HK1 0089 1 


55256 Bacteria_16S 
griseocarneus str 
griseocarneus Bac 
Streptomycetaceae; 
55256  Bacteria_16S 
strain DSM 8239 1 
Firmicutes; Clost 
55256 Bacteria_16S 
paludosum strain 
paludosum Bacteri 
55256 


a; 
Bacteria_16S 


n M338-M1 16S ribosoma 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


n FS60-1 16S ribosomal 


s Bacteria; 


n ATCC 4 


Firmicutes; 


mal RNA, partial seque 
Aerococcaceae; 


ain DSM 40004 


ridia; 


2789869 2789842 57 


Thermotogales; 
2830489 2830466 61 


2832027 2832004 61 
ribosomal RNA, pa 


2836611 2836588 61 


Firmicutes; Lacto 
2842669 2842646 61 


SK-3255 16S ribosomal RNA, 
a; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 


2869013 2868990 57 


Firmicutes; 
2907317 2907294 57 


Bacillales; 
2910408 2910385 57 


Firmicutes; 
2911950 2911927 57 
rib 
Bacillales; 
2913494 2913471 57 


utes; Bacillales; 
2916579 2916556 57 


Bacillales; 
2942194 2942167 57 


2977069 2977046 61 
01 16S ribosomal 


2978601 2978578 61 


, 


3099703 3099680 61 
nce 
Facklamia. 
3104191 3104168 61 
ribosomal 


v 


3129786 3129755 58 


Clostridia; 
3132678 3132651 57 


3235917 3235894 61 


3275143 3275116 57 


Clostridiales; 
3278171 3278144 57 


Clostridia; 
3281209 3281182 57 


84 


84 


1 RNA, partial s 


84 


rtial sequence 
omycetales; 


84 


RNA, partial se 
bacillales; 


84 


complete se 


80 


s strain DSM11821 16S ribosomal RNA, p 
Bacillales; 


80 


ATCC 51145 16S ribosomal RNA, partial 
Firmicutes; 


Sta 
80 


3809 16S ribosomal RNA, partia 
Bacillales; 


s 
80 


osomal RNA, partial sequence 
Staphylococcus. 


80 


1 16S ribosomal RNA, partial s 
Staphylococc 


80 


84 


YU655-43 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Actinomycet 
e; Virgisporangium. 


84 


RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


84 


rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria 
Streptomyces. 


Actinobacterid 


84 
30 


84 


RNA, partial sequence 
Actinomycetales; 


89 


SG3903 16S ribosomal RNA, partial seq 
Firmicutes; 


Ha 
84 


84 


16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


84 


84 


DSM 8237 16S ribosomal RNA, partial se 
Firmicutes; 


Clo 
84 


gi|219857123 


6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


T 
gi 


hermotoga. 
219856903 
equence 


gi|219856902 


Stre 
gi 


pt 
219856899 

quence 

ob 
219856895 

quence 


Lact 
gi 


219856878 
ar 
cillaceae; 

219856851 
sequence 
cus. 
219856849 


gi 


Ba 
gi 


phylococ 
gi 


occus. 
219856848 
29118 


taphyloc 
gi 


219856847 
equence 
us. 
219856845 
equence 
us. 
219856828 
quence 


gi 


gi 


gi 


219846938 
uence 
Actinomyc 


gi 


219846937 
sequence 
ae 


gi 


v 


gi|219846855 
99595 3101003 Fackl 


219846852 
31040 


gi 


Stre 
gi 


pt 
219846835 
uence 

iales; Hal 
219846833 


lanaerob 
gi 


6S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ococcineae 
219846763 

et 
e; 


gi 
compl 


gi| 219846737 


6S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Acetobacte 
219846735 
quence 

es; Eubact 
219846733 


gi 


stridial 
gi 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 


carbinolicum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Actinomyc 


28319 
omycinea 


acillace 


inomycet 


tial seq 


1 sequence 


Actino: 


omycinea 


e sequen 
Actinomycet 


ref|NR_024751.1 


ref|NR_024724.1 
2830390 283187 
etales; Strepto 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024718.1 

2836503 283790 
ae; Lactobacillu 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


v 


ref 
uenc 


NR_024697.1 
e 286889 
Bacillus; Bacil 
ref |NR_024670.1 

2907194 290869 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref|NR_024664.1 
2916456 291794 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


’ 


ref|NR_026530.1 
2976976 297845 
etales; Strepto 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


ref 
amia 


NR_026447.1 
ignava Bact 


ref |NR_026444.1 
98 3105578 Strept 
e; Streptomyceta 
ref |NR_026427.1 

129667 313104 
obacteroidaceae; 
ref |NR_026425.1 


Ww 


; Dermacoccaceae 
ref|NR_026355.1 
ce 3235806 323732 
ales; Strept 
ref|NR_026329.1 
rium. 
ref |NR_026327.1 


3278074 327953 
eriaceae; Acetob 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Streptomyces 
7 Streptomyces 


mycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 

Lactobacillus 
8 Lactobacillus 
Ss. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
9 Staphylococcus 


Virgisporangium 
3 Virgisporangium 
porineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Halanaerobacter 

9 Halanaerobacter 
Halanaerobacter. 
Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Streptomyces 
0 Streptomyces 
omycineae; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
2 Acetobacterium 
acterium. 


ref |NR_026325.1 
3281102 328257 


Acetobacterium 
0 Acetobacterium 


Eubacteriaceae; Acetobacterium. 


55256 
strain DSM 1030 1 
Firmicutes; Clost 
55256 
vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


Bacteria_16S 


Bacteria_16S 


3284258 3284231 57 84 gi 
ridia; Clostridiales; Eubacteriaceae; 
3323832 3323805 57 84 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 


e; Dactylosporangium. 


219846731 


6S ribosomal RNA, partial sequence 3284145 32856 
etobacte 


Ac 
219846702 
quence 

be 


nomyceta 


ref |NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
rium. 
ref |NR_026294.1 
3323723 332519 
les; Micromonosp 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


55256 


Bacteria_16S 


3325358 3325331 57 


84 


gi|219846701 


ref 


NR_026293.1 


Dactylosporangium 


roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 


acteria; Actinobacteridae; Actinomycet 


43916 16S ribosomal RNA, partial sequ 


en 


ales; 


ce 33252 
Micr 


49 3326720 Dactyl 
omonosporineae Hi 


osporangium roseum 
Micromonosporaceae; 


55256 


Bacteria_16S 


3326880 3326853 57 


84 


gi|219846700 


ref 


NR_026292.1 


Dactylosporangium 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 
55256 
fulvum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
Bacteria_16S 


55256 
strain DSM 43040 


55256 
strain DSM 43039 


55256 
proteoclasticus s 
proteoclasticus B 
55256 
lacunarum strain 
lacunarum Bacteri 
55256 
uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 
55256 
strain DSM 20116 
Actinobacteria; A 
55256 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 
55256 
strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 
55256 
strain DSM 9442 1 
Thermotogae; Ther 
55256 
strain DSM 40089 
Actinobacteria; A 
55256 
bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 
55256 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
55256 
hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 
55256 
subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 

3328399 3328372 57 84 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3329926 3329899 57 


84 gi 


3331454 3331427 57 84 gi 


3365134 3365111 57 80 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3372586 3372555 58 89 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3398318 3398287 52 83 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3405967 3405940 57 84 gi 
ctinobacteridae; Actinomycetales; Micr 
3447548 3447525 61 84 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3449114 3449091 61 84 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


’ 


3450662 3450639 57 80 gi 
motogales; Thermotogaceae; 
3484094 3484071 61 


Thermotoga. 
84 gi 


ctinobacteridae; Actinomycetales; Stre 
3485661 3485638 61 84 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3490289 3490266 61 84 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3601552 3601525 57 84 gi 
in BM 1192/5 16S ribosomal RNA, partia 


v 


’ 


Actinomyces. 

3622304 3622281 61 84 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 


; Mycobacteriaceae; Mycobacterium; Myc 


55256 


Bacteria_16S 


3637645 3637622 61 84 gi 


Ac 


eria; Actinobacteria; Actinobacteridae; 


pa 


ob 


al 
e; 
219846699 
ence 33282 


ales; 


219846698 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


219846697 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


219846673 
poe 
ridiales; 
219846668 
quence 
ales; 
219846646 
sequence 
Actinomyc 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 
occineae 


oc 

219846611 
sequence 

Ac 


219846610 
34490 
ales; 


219846609 


6S ribosomal RNA, partial sequence 3450571 34520 


219846586 


16S ribosomal RNA, partial sequence 3483983 34854 


ptomycinea 

219846585 
sequence 

Actinomyc 


219846582 
sequence 
tinomyce 


219846505 
1 sequence 
; Actinomy: 
219846490 
rtial se 
Actinobac 


219846480 


thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 


thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


sequenc 
Actinomycet 


Micr 


omonospori 


omonospori 


al seque 


Halo 


tinomyce 


Stre 


acterium avi 


e 3326771 3328239 Dactylosporangium 
ales; Micromonosporineae; 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026265.1] Caloramator 
nce 3365034 3366453 Caloramator 
Clostridiaceae; Caloramator. 
ref|NR_026260.1| Halanaerobacter 
3372496 3373950 Halanaerobacter 
bacteroidaceae; Halanaerobacter. 
ref|NR_026238.1] Arthrobacter 
3398202 3399685 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


Arthrobacter aurescens 
45 Arthrobacter aurescens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026203.1| Streptomyces 

3447437 3448952 Streptomyces 
tales; Streptomycineae; 


ref|NR_026233.1 


’ 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


ref|NR_026178.1 

99 Streptomyces galbus Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_026177.1| Streptomyces 
3485550 3487066 Streptomyces 

etales; Streptomycineae; 


Streptomyces galbus 


ref|NR_026174.1 
3490176 349169 
tales; Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 


ref|NR_026097.1| Actinomyces 
3601450 3602945 Actinomyces 
cetales; Actinomycineae; 


ref 
quen 
teri 


NR_026082.1| Mycobacterium avium 
ce 3622221 3623683 Mycobacterium 
dae; Actinomycetales; 
um complex (MAC). 
ref|NR_026072.1| Streptomyces 

3637554 3639053 Streptomyces 
Streptomycineae; 


55256 Bacteria_16S 3639197 3639174 61 84 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 3640767 3640744 61 84 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

55256 Bacteria_16S 3642292 3642269 61 84 gi| 219846477 |ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

55256 Bacteria_16S 3643824 3643801 61 84 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
55256 Bacteria_16S 3663688 3663665 61 84 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

55256 Bacteria_16S 3777687 3777664 57 80 gi|219846378|ref|NR_025969.1| Thermotoga subterranea 
strain SL1 16S ribosomal RNA, partial sequence 3777587 3779067 Thermotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

55256 Bacteria_16S 3879318 3879295 57 80 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

55256 Bacteria_16S 3902409 3902386 61 84 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
55256 Bacteria_16S 3918907 3918884 61 84 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
55256 Bacteria_16S 3920489 3920466 61 84 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

55256 Bacteria_16S 3922070 3922047 61 84 gi| 219846279 |ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 3923649 3923626 61 84 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 3925230 3925207 61 84 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 3926811 3926788 61 84 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 3928391 3928368 61 84 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
55256 Bacteria_16S 3957868 3957841 51 78 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

55256  Bacteria_16S 4058086 4058059 57 84 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

55256 Bacteria_16S 4073199 4073176 61 84 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

55256 Bacteria_16S 4126174 4126151 61 84 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
55256 Bacteria_16S 4201143 4201120 61 84 gi|219846074|ref|NR_025664.1| Streptomyces 


olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


420108 


2 4202529 Streptomyces 


Streptomycineae; 


55256 Bacteria_16S 4202641 4202618 61 84 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
55256 Bacteria_16S 4204189 4204166 61 84 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 4233042 4233019 61 84 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
55256 Bacteria_16S 28899 28873 52 78 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

55256 Bacteria_16S 182237 182207 50 80 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 


strain 6VI 16S ri 
Firmicutes; Clost 
55256 
1787 16S ribosoma 
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55256 
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55256 
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Bacteria_16S 


bosomal RNA, partial sequence 
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183663 185179 Clost 
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265678875 
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55256 Bacteria_16S 
strain L1-82 16S 

Bacteria; Firmicu 
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55256 Bacteria_16S 1490880 1490850 50 80 gi|219846902|ref|NR_026494.1 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostr 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
55256 Bacteria_16S 1629995 1629965 50 80 gi|219878456|ref|NR_025595.1 


Bacteria; 
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1383238 1383208 50 80 gi|228716944|ref|NR_027557.1 
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C 15912 Bacteria; 
2681926 2681896 50 
train CSK1 16S ribosomal RNA, partial 
Firmicutes; 
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Ammoniphilus 
philus oxalaticus 
iphilus. 
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55256 Bacteria_16S 3528138 3528108 50 80 gi|219846557|ref|NR_026149.1| Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256 Bacteria_16S 3529635 3529605 50 80 gi|219846556|ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256 Bacteria_16S 3532610 3532580 50 80 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

55256 Bacteria_16S 3595365 3595335 50 80 gi|219846511|ref|NR_026103.1| Clostridium populeti 


strain 743A 16S r 
Firmicutes; Clost 


ibosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


3595254 3596742 Clostridium populeti Bacteria; 
Clostridium. 


55256 Bacteria_16S 3598446 3598416 50 80 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
55256 Bacteria_16S 3762712 3762682 50 80 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
55256  Bacteria_16S 4049164 4049138 58 84 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
55256 Bacteria_16S 4050597 4050571 58 84 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
55256 Bacteria_16S 42377 42356 63 84 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
55256 Bacteria_16S 80118 80089 51 80 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 
55256 Bacteria_16S 84663 84642 63 84 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
55256 Bacteria_16S 86243 86210 51 84 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 
55256 Bacteria_16S 99974 99945 51 80 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
55256 Bacteria_16S 119903 119882 63 84 gi|265678982|ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
55256 Bacteria_16S 147119 147098 63 84 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 
55256 Bacteria_16S 157962 157941 63 84 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
55256 Bacteria_16S 160978 160949 51 80 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
55256 Bacteria_16S 186923 186894 51 80 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
55256 Bacteria_16S 188451 188422 51 80 gi|265678937|ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
55256 Bacteria_16S 197506 197477 51 80 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
55256 Bacteria_16S 200704 200683 63 84 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
55256 Bacteria_16S 267784 267763 63 84 gi|265678881|ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 
55256 Bacteria_16S 319258 319229 52 81 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
55256 Bacteria_16S 395168 395139 51 80 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 
55256 Bacteria_16S 396693 396672 63 84 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 
55256 Bacteria_16S 404433 404412 63 84 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 


strain A288 16S r 


ibosomal RNA, partial sequence 


404351 405830 Actinomadura meyerae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
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3 Xylanibacterium ulmi Bacteria; 
Micrococcineae; Promicromonosporaceae; 


Xylanibacterium. 

55256 Bacteria_16S 413856 413835 57 78 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

55256 Bacteria_16S 461487 461466 63 84 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
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55256 


Bacteria_ 
strain Sd/3 16S ribosomal RNA, partial sequence 
Bacillales; 
Bacteria_ 
strain IDA1967 16S ribosomal RNA, partial sequence 
Bacillales; 
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16S 501424 501395 51 80 gi 
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16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Bacteria_ 
J18 16S ribosomal RNA, partial sequence 
Actinobacteridae; 
Bacteria_ 
strain A10 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 


ionibacterineae; 
265678740 
465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
265678738 

468944 470395 Actinomadura 
Streptosporangineae; 


265678717 
501307 50281 


265678697 
531745 53318 


265678647 


ref |NR_029045.1 


ref|NR_029043.1 


ref|NR_029022.1 


ref|NR_029002.1 


picturae strain R 
Bacteria; 


55256 


aerolatum strain 
Bacteria; Actinob 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


606043 606014 51 80 gi 
-5321 16S ribosomal RNA, partial sequence 
Bacillales; 
618394 618373 63 84 
V-73 16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetales; 


Bacillaceae; 


Microbacterium. 
55256 Bacteria_16S 676030 676009 63 84 
strain NGA 16S ribosomal RNA, partial sequence 


Synergistetes; Synergistia; 


55256 


aurantiaca strain 


Bacteria_16S 


Synergistales; 
697210 697182 51 80 
CB-R 16S ribosomal RNA, partial sequence 


Synergistaceae; 


gi| 265678598 
675861 677456 Anaerobaculum 
Anaerobaculum. 
gi| 265678584 


ref |NR_028952.1 


ref|NR_028944.1 


ref|NR_028903.1 


ref|NR_028889.1 


Bacteria; 
55256 
lacustris strain 


Friedmanniella. 
55256 


Bacteria; 


55256 


55256 


55256 


Kineosporiaceae; 
55256 


55256 


55256 


Bacteria; 
55256 


55256 


Firmicutes; 


Bacteria_ 


Bacteria_ 
marismortui strain 123 16S ribosomal RNA, 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
265678579 
EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S 704482 704461 63 84 gi 


16S 718163 718134 51 80 gi 


16S 761389 761360 51 80 gi 


Firmicutes; Bacillales; 


16S 781474 781453 63 84 gi 


851518 851497 63 84 gi 


Kineococcus. 


Actinomadura. 
Firmicutes; 


Clostridia; 


Lactobacillales; Streptococcaceae; 


Slackia. 


complete sequence 
Streptococcaceae; 


Propionibacterineae; 


265678569 
complete sequence 718019 719581 Virgib 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
Bacteria_ 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 
nematophilus Bacteria; 
Bacteria_ 
cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 
Promicromonosporaceae; Xylanimonas. 
Bacteria_16S 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678538 


Paenibacillaceae; 

265678524 
sequence 

Actinomycetales; 


265678478 


889368 889347 63 84 gi| 265678451 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 

catellatispora Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
Bacteria_16S 


Actinomycetales; 


909344 909315 51 80 gi| 265678438 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 
xylanovorans Bacteria; 
Bacteria_16S 


Clostridiales; 
915578 915545 51 84 gi| 265678434 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Strept 
Streptococcus; 
920257 920236 63 84 gi| 265678431 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 
heliotrinireducens Bacteria; Actinobacteria; 
Coriobacteriaceae; 
Bacteria_16S 
strain SK3 16S ribosomal RNA, 
Lactobacillales; 


Coriobacteridae; 


1020117 1020084 51 84 gi| 265678364 


ref|NR_028884.1 


ref |NR_028873.1 


ref |NR_028842.1 
761257 762788 
Paenibacillus. 
ref |NR_028828.1 
781358 782875 
Micr 


ref |NR_028781.1 
851409 852783 
Kineos 


ref |NR_028753.1 
889276 890727 
Strep 


ref |NR_028740.1 

909211 910743 
Clostridiaceae; Clo 
ref |NR_028736.1 


Streptoco 
ref|NR_028733.1 


Coriobacteriales; C 


4 Kribbella antibiotica Bacteria; 
Nocardioidaceae; 


Kribbella. 
Rothia amarae strain 


Actinomadura latina 


latina Bacteria; 
Thermomonosporaceae; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Oceanobacillus 


605920 607435 Oceanobacillus picturae 
Oceanobacillus. 
gi| 265678639 


Microbacterium 


618371 619715 Microbacterium aerolatum 
Micrococcineae; Microbacteriaceae; 


Anaerobaculum mobile 
mobile Bacteria; 


Brevundimonas 


697118 698533 Brevundimonas aurantiaca 


Brevundimonas. 
Friedmanniella 


Nocardioidaceae; 


Virgibacillus 
acillus marismortui 


Paenibacillus 
Paenibacillus 


Xylanimonas 
Xylanimonas 
ococcineae; 


Kineococcus 
Kineococcus 
poriineae; 


Actinomadura 
Actinomadura 
tosporangineae; 


Clostridium 
Clostridium 
stridium. 
Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Slackia 

Slackia 
oriobacterineae; 


ref|NR_028666.1 


Streptococcus gordonii 


1019984 1021495 Streptococcus gordonii Bacteria; 
Streptococcus. 


55256 


pneumoniae strain 
pneumoniae Bacter 


55256 


strain NS51 16S r 
Firmicutes; 


55256 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


55256 


ryukyuensis strai 
ryukyuensis Bacte 


55256 


strain W1-2B 16S 


55256 


strain YLM-32 16S 


55256 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


55256 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


55256 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


55256 


strain ES10.1 16S 
Actinobacteria; Actinoba 


55256 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


55256 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


55256 


gallinaceus strai 
gallinaceus Bacte 


55256 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


55256 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae; 


55256 


paucivorans strai 
Bacteria; 


55256 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


55256 


strain LM 161 16S 


55256 
str. 


55256 


obscurus DSM 4316 


55256 


Twist 16S ri 
Bacteria; Actinob 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, 
Lactobacillales; 


ria; 


16S ribosomal 
acteria; 


76 16S 
acteria; 


riboso 


ria; 


Firmicutes; 


ribosomal RNA, 


1021670 1021637 51 


ATCC 33400 16S ribosomal RNA, 
ia; 


Firmicutes; 
1023241 1023208 51 


1030742 1030721 63 


1055168 1055139 51 


Firmicutes; 


1068820 1068792 51 


1076092 1076071 63 


1089768 1089747 63 


Nonomuraea. 


1106305 1106284 63 


1112402 1112381 63 


1130527 1130506 63 


1169929 1169908 63 


1218229 1218200 52 


1224279 1224246 51 


Firmicutes; 
1225806 1225785 63 


1233433 1233412 63 


1236516 1236487 51 


Clostridia; 
1279914 1279893 63 


1299474 1299453 63 


1316338 1316317 63 


1343957 1343936 62 


1356101 1356072 51 


Bacillales; 


Clostridiales; 


84 


complete sequence 
Streptococcaceae; 


Strep 
84 gi| 265678362 
1023111 10246 
Streptococcus. 
84 gi| 265678357 


80 


80 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


84 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


84 


84 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


84 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


84 


mal RNA, partial sequence 
cteridae; Actinomycetales; 


84 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


81 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


84 


n CCUG 42692 16S ribosomal RNA, partial 
Lactobacillales; 


84 


MX5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


84 


80 


84 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


84 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


84 


bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


83 


0 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 
Geodermatophilus. 


80 


complet 
Lactobacillales; 


gi| 265678363 


n TT1-11 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 


gi| 265678340 


n 015-7 16S ribosomal RNA, partial sequence 
Bacillaceae; 


gi| 265678331 


1068707 10701 
aulobacteraceae; 


gi| 265678325 


1075986 10774 
ococcineae; 


gi| 265678316 


ain A-5 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 
eae; 


gi| 265678304 


265678300 


gi 


gi| 253680769 


1130448 11319 
Stre 


gi|228719618 


1169826 11712 


gi|219878368 


gi| 219878314 


gi| 219878300 


gi|219878266 


rain DSM 13468 16S ribosomal RNA, partial sequen 
cteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


gi|219878251 


n SYR1 16S ribosomal RNA, partial sequence 12363 
Lachnospiraceae; 


gi|219846091 


1279854 12812 


gi| 219846779 


1299363 13008 


gi|228715851 


1316224 13177 


gi|228721038 


gi|228720131 


cellulovorans strain 743B 16S ribosomal RNA, partial sequence 


cellulovorans 743B Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


e sequence 


11062 
Streptos 


11123 
Micrococ 


12181 
Propioni 


sequence 
Streptococcaceae; 


12257 
Micrococ 


13438 
omycetales; 


ref 


ref 


ref 


Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ptosporangineae; 


ref 


ref 


ref 


ref 


ref 


ref 


Par 
ref 


ref 


ref 


ref 


Fr 


30 Streptococcus 


33 Brevundimonas 
Brevundimonas. 


1089685 109113 
e; Actinomycetales; 


07 1113789 Micro 


04 Nocardiopsis 


94 Thermobispora 
Pseudono 


99 1219566 Luteoc 


1224170 122567 


22 1227193 Isopte 
Promicromonosporaceae; 


ce 1233340 123481 
Actinomyce 


92 1237878 Parasp 


10 Aeromicrobium 
Propioni 


50 1345331 Geoder 


NR_028665.1 


NR_028664.1 


NR_028659.1 


NR_028642.1 


NR_028633.1 


NR_028627.1 


NR_028618.1 


NR_028606.1 
porangineae; 


NR_028601.1 


NR_028017.1 


NR_027583.1 


NR_025507.1 
bacterineae 
NR_025453.1 


Streptococcu 
NR_025439.1 


cineae; 
NR_025405.1 
tales; Micro 


NR_025390.1 


asporobacter 
NR_025681.1 


bacterineae; 
NR_026371.1 


e; Nocardioi 
NR_027540.1 


cineae; Trop 
NR_027601.1 


ankineae; Ge 


ref 


NR_027589.1 


Streptococcus 


1021546 1023060 Streptococcus 
tococcaceae; Streptococcus 


Streptococcus mitis 
mitis Bacteria; 


Micromonospora 


1030633 1032114 Micromonospora 
Micromonosporineae; 


Paraliobacillus 


1055053 1056552 Paraliobacillus 
Paraliobacillus. 


Brevundimonas nasdae 
nasdae Bacteria; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 
Rarobacteraceae; 


Rarobacter. 
Nonomuraea 
7 Nonomuraea 


Streptosporangineae; 


Nonomuraea longicatena 


17 1107715 Nonomuraea longicatena 


Streptosporangiaceae; 


Microbacterium 


bacterium halophilum 
cineae; Microbacteriaceae; 


Nocardiopsis exhalans 


exhalans Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Thermobispora bispora 
bispora DSM 43833 


cardineae; Pseudonocardiaceae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Streptococcus 
1 Streptococcus 
Ss. 
Isoptericola 
ricola variabilis 


Microbacterium 
7 Microbacterium 
coccineae; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 
ionibacterinea 


daceae; Kribbella. 
Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 
Micrococ 


heryma. 
Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Clostridium 


1356004 1357489 Clostridium 


Clostridiaceae; 


Clostridium. 


55256 Bacteria_16S 1410126 1410093 51 84 gi|224581432|ref|NR_027214.1| Streptococcus 

pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 

pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

55256  Bacteria_16S 1417752 1417731 63 84 gi|224581446|ref|NR_027228.1| Helcococcus ovis 

strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

55256 Bacteria_16S 1434689 1434660 51 80 gi|224581431|ref|NR_027213.1| Paenibacillus 

antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

55256 Bacteria_16S 1440902 1440873 51 80 gi|224581427|ref|NR_027209.1| Filobacillus 

milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

55256 Bacteria_16S 1448552 1448531 63 84 gi|224581421|ref|NR_027202.1| Promicromonospora 

aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 

Promicromonospora. 

55256 Bacteria_16S 1449999 1449978 63 84 gi|224581420|ref|NR_027201.1| Corynebacterium 

spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 

spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Corynebacteriaceae; Corynebacterium. 

55256 Bacteria_16S 1451466 1451445 63 84 gi|224581419|ref|NR_027200.1| Micromonospora 

endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 

endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonosporaceae; Micromonospora. 

55256 Bacteria_16S 1493847 1493826 63 84 gi|219846703|ref|NR_026295.1| Couchioplanes 

caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 

55256 Bacteria_16S 1501264 1501243 63 84 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 

strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

55256 Bacteria_16S 1526916 1526895 63 84 gi| 219857435 |ref|NR_025023.1| Actinomadura yumaensis 


strain JCM3369 16 


S ribosomal RNA, partial sequence 


1526835 15282 


88 Actinomadura yumaensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

55256 Bacteria_16S 1529927 1529906 63 84 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

55256 Bacteria_16S 1531468 1531447 63 84 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

55256  Bacteria_16S 1534463 1534442 63 84 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

55256 Bacteria_16S 1585837 1585808 51 80 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 


LMG 22167 16S rib 


osomal RNA, partial sequence 


1585730 15872 


33 Bacillus humi Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 

55256 Bacteria_16S 1613386 1613365 63 84 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
55256 Bacteria_16S 1636119 1636090 51 80 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 
55256  Bacteria_16S 1637610 1637581 51 80 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 


55256 Bacteria_16S 1639066 1639045 63 84 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
55256 Bacteria_16S 1684853 1684824 51 80 gi|219878418|ref|NR_025557.1| Bacillus aeolius 


strain 4-1 16S ribosomal RNA, partial sequence 1684753 16861 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
55256 Bacteria_16S 1687825 1687796 51 80 
strain 6AG 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
55256 Bacteria_16S 1697172 1697151 63 84 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 


55 Bacillus aeolius Bacteria; 


gi| 219878415 
1687712 16892 


ref|NR_025554.1| Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 


55256 Bacteria_16S 1701833 1701804 51 80 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

55256 Bacteria_16S 1733737 1733708 51 80 gi| 219878385 |ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
55256 Bacteria_16S 1739831 1739810 63 84 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
55256 Bacteria_16S 1742923 1742902 63 84 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

55256 Bacteria_16S 1745962 1745941 63 84 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

55256 Bacteria_16S 1789693 1789664 51 80 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

55256 Bacteria_16S 1801897 1801868 51 80 gi|219878334|ref|NR_025473.1] Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

55256 Bacteria_16S 1823432 1823403 51 80 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

55256 Bacteria_16S 1876604 1876583 63 84 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

55256 Bacteria_16S 1945117 1945088 51 80 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

55256 Bacteria_16S 1948166 1948145 63 84 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

55256 Bacteria_16S 2021373 2021345 51 80 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

55256 Bacteria_16S 2022862 2022834 51 80 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

55256 Bacteria_16S 2034858 2034825 51 84 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

55256 Bacteria_16S 2037914 2037885 51 80 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

55256 Bacteria_16S 2119056 2119027 51 80 gi|219857655|ref|NR_025244.1| Halobacillus salinus 


strain HSL-3 16S 
Firmicutes; Bacil 
55256 
strain YIM 90003 


Streptomonospora. 
55256 
fructosus strain 
fructosus Bacteri 
55256 Bacteria_1 
ficulneus strain 
Bacteria; Firmicu 
55256 Bacteria_1 
strain KS9 16S ri 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
2249281 2249260 63 84 gi| 219857566 
DSM 20349 16S ribosomal RNA, partial sequence 
a; Firmicutes; Lactobacillales; Fructobacillus. 
6S 2250806 2250785 63 84 gi| 219857565 
FS-1 16S ribosomal RNA, partial sequence 22507 


55256 Bacteria_1 
strain DSM43926 1 


ribosomal RNA, partial sequence 
lales; 
Bacteria_16S 


Bacteria_16S 


tes; 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacillaceae; Halobacillus. 


2156746 2156725 63 84 gi 


Lactobacillales; Fructobacillus. 


6S 2252320 2252299 63 84 gi 


Stre 
gi 


pt 


6S 2308671 2308650 63 84 


Strept 


55256 Bacteria_1 


strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


6S 2310184 2310163 63 84 gi 


2118933 21204 


219857630 


219857564 
2252243 22536 


219857523 
6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
219857522 


osporang 


osporang 


54 Halobacillus salinus Bacteria; 


ref|NR_025219.1| Streptomonospora alba 
43 Streptomonospora alba Bacteria; 
ineae; Nocardiopsaceae; 


Fructobacillus 
67 Fructobacillus 
ref|NR_025153.1 
18 2252192 Fructo 


Fructobacillus 
bacillus ficulneus 
ref|NR_025152.1| Nocardiopsis composta 
96 Nocardiopsis composta Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025111.1| Nonomuraea turkmeniaca 
58 Nonomuraea turkmeniaca Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 


ref|NR_025110.1| Actinomadura mexicana 


2310109 2311529 Actinomadura mexicana Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


55256 Bacteria_16S 2323889 2323868 60 


strain LMG S-19264 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


55256 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


55256 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


55256 


strain YKJ-10 16S 
Firmicutes; 


55256 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


55256 


salina strain YIM90002 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 


55256 


strain VKM Ac-1457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


2332884 2332863 63 


2343373 2343352 63 


2381304 2381275 51 


Bacillaceae; 
2401007 2400986 63 


2408686 2408665 63 


2511676 2511655 63 


2513183 2513162 63 


pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Xylanimicrobium. 


55256 Bacteria_16S 2519245 2519224 63 


81 


84 


ain YIM 90004 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


84 


ain IM 7744 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Actinopolymorpha. 


80 


ribosomal RNA, partial sequence 
Bacillus. 


84 


n HA-9T 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


84 


84 


84 


84 


ATCC 700122 16S ribosomal RNA, partial sequence 


Actinobacteria; Coriobacteridae; 
55256 Bacteria_16S 
capsulata strain 


2534413 2534392 63 


Friedmanniella. 
Bacteria_16S 2568889 2568860 51 


Nocardioidaceae; 
55256 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial 
Clostridia; 


frigidicarnis Bacteria; 
55256  Bacteria_16S 


Firmicutes; 
2576675 2576654 63 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


55256 Bacteria_16S 
spumicola strain 


2587385 2587364 63 


Friedmanniella. 
Bacteria_16S 2615200 2615163 52 


Nocardioidaceae; 
55256 


strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Family XII. 


Firmicutes; 
55256 Bacteria_16S 


Clostridia; Clostridiales; 
2657805 2657784 63 


erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Nocardioidaceae; Aeromicrobium. 
55256 Bacteria_16S 2659327 2659306 63 
strain ATCC 39419 


Kribbella. 
55256 Bacteria_16S 
sanguinis strain 
sanguinis Bacteria; 
55256 Bacteria_16S 


2665212 2665179 51 


Firmicutes; 
2678821 2678792 51 


juripiscarius strain IS40-3 16S ribosomal RNA, partial 
Bacillales; 


juripiscarius Bacteria; 
55256 Bacteria_16S 


Firmicutes; 
2723847 2723826 63 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 


55256 Bacteria_16S 
strain JCM 9373 
Actinobacteria; 
Planomonospora. 


2753585 2753564 63 


Coriobacteriales; 


84 


Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


80 


84 


84 


Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


89 


84 


84 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


84 


ATCC 10556 16S ribosomal RNA, partial 
Lactobacillales; 


80 


84 


84 


gi| 219857513 


gi|219857507 


gi|219857498 


gi| 219857472 
2381197 23827 


gi] 219857459 


Actinomyc 


219857454 
24085 


gi 


219857369 
25115 
Streptosporang 

gi| 219857368 
25130 
Micr 


gi 


gi| 219857364 
2519150 25206 
Coriobacterine 
gi| 219857354 


219857288 

sequence 

Clostridiales; Cl 
gi|219857283 


gi 


gi| 219857276 


gi|219857255 


gi|219857218 


219857217 
26592 
Prop 


gi 


219857213 
sequence 
Streptococcaceae 
gi| 219857203 
sequence 
Bacillaceae; Lent 
gi|219857172 


gi 


Actinomycetales; 


ref |NR_025101.1 


ref|NR_025095.1 


ref|NR_025086.1 


ref|NR_025060.1 


ref |NR_025047.1 


etales; 


ref |NR_025042.1 


ref|NR_024957.1 


ref|NR_024956.1 


ococcineae; 


ref|NR_024952.1 
ae; 
ref|NR_024942.1 

2534307 253578 
ales; 


ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024914.1 


; Cellulomonadac 
ref |NR_024907.1 

2587275 258874 
ales; 
ref |NR_024886.1 
Incertae Sedis; 
ref |NR_024846.1 

2657714 265918 
ales; Propioniba 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


ref|NR_024841.1 

2665089 266654 
; Streptococcus. 
ref|NR_024831.1 

2678696 268021 
ibacillus. 
ref|NR_024800.1 


gi| 219857150 


Streptosporangineae; 


Corynebacterium casei 


2323867 2325209 Corynebacterium casei 
Corynebacterineae; Corynebacteriaceae; 


Nocardiopsis 


sequence 2332775 2334299 Nocardiopsis 
Streptosporangineae; 


Actinopolymorpha 


2343294 2344735 Actinopolymorpha 
Actinomycetales; Propionibacterineae; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Nocardiopsis 


2400924 2402372 Nocardiopsis 
Streptosporangineae; 


Streptomonospora 


77 2410105 Streptomonospora salina 
Streptosporangineae; 


Nocardiopsaceae; 


Nocardiopsis tropica 


92 2513043 Nocardiopsis tropica Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 


Xylanimicrobium 


94 2514560 Xylanimicrobium pachnodae 
Promicromonosporaceae; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 
Coriobacteriaceae; 


Slackia. 
Friedmanniella 
3 Friedmanniella 


Propionibacterineae; 


Clostridium 

8 Clostridium 

ostridium. 

Cellulomonas iranensis 


lomonas iranensis Bacteria; 


eae; Cellulomonas. 
Friedmanniella 
9 Friedmanniella 


Propionibacterineae; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Streptococcus 
8 Streptococcus 


Lentibacillus 
9 Lentibacillus 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 


ref|NR_024778.1 


Streptosp 


Planomonospora alba 


16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteridae; Actinomycetales; 


orangiaceae; 


55256 
strain IFO 14915 


55256 


consettensis stra 


Bacteria_16S 


2801799 2801778 63 84 gi 


1 
; 


219857115 
16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


ref|NR_024743.1 


omonosporineae; Micromonos 
2806364 2806343 63 84 gi|219857112|ref|NR_024740.1 
in IFO 14913 16S ribosomal RNA, partial sequence 2806275 280774 


Actinoplanes humidus 


80 Actinoplanes humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 
5 Actinoplanes 


consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

55256 Bacteria_16S 2819917 2819896 63 84 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

55256 Bacteria_16S 2822929 2822900 52 81 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

55256 Bacteria_16S 2872177 2872148 51 80 gi|219856876|ref|NR_024695.1| Bacillus niacini 


strain IFO15566 1 
Firmicutes; Bacil 
55256 
naganoensis strai 
naganoensis Bacte 
55256 
IFO15715 16S ribo 
Bacillales; Bacil 
55256 
strain JCM9731 16 
Firmicutes; Bacil 
55256 
glycogenica strai 
Bacteria; Actinob 
Micropruina. 
55256 
strain GTC848 16S 


Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

55256 Bacteria_16S 2955783 2955762 63 84 gi| 219856819 |ref|NR_024638.1 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 295711 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Microbacteriaceae; Microbacterium. 

55256 Bacteria_16S 2957242 2957221 63 84 gi|219856818|ref|NR_024637.1 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 295857 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

55256 Bacteria_16S 2958702 2958681 63 84 gi| 219856817 |ref|NR_024636.1 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 296006 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

55256 Bacteria_16S 2967903 2967882 63 84 gi| 219846945 |ref|NR_026537.1 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 
55256 
antarctica strain 
antarctica Bacter 
Nocardioidaceae; 
55256 
strain JaH 16S ri 
Firmicutes; Bacil 
55256 
hydrogenophilus s 
hydrogenophilus B 
55256 
aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 

55256 
sartagoforme stra 
sartagoforme Bact 
55256 
faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, part 
lales; Bacillaceae; Bacillus. 

2873768 2873739 51 80 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2878488 2878459 51 80 gi 


Ss 


laceae; Bacillus. 
2880052 2880023 51 80 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2898129 2898108 63 84 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


nc 
al 


2924221 2924188 51 84 
ribosomal RNA, partial sequence 


gi 


in NM-1 16S ribosomal RNA, partial seque 
eria; Actinobacteria; Actinobacteridae 
eae; Microlunatus. 

2969430 2969409 63 84 gi 
AA-1042 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 

2983207 2983178 51 80 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

2995321 2995292 52 81 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3012049 3012028 63 84 gi 
n BC361 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 


’ 


qu 
Ac 


gi 


s 
ic 


55256 


Bacteria_16S 


ba 


ial sequence 2872057 28735 


219856875 
equence 
cillus. 
219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


219856871 
2879945 28814 


219856857 
28980 
Prop 


e 
es; 


219856840 
2924131 29254 


nce 


219846944 


ence 


219846934 
2983106 29845 


219846926 
equence 
aceae; 

219846915 


nce 


Actinomyc 


3036329 3036300 51 80 gi|219846898|ref|NR_026490.1 
in DSM 1292 16S ribosomal RNA, partial sequence 3036217 303768 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 

3043928 3043907 63 84 gi|219846892|ref|NR_026484.1 
in YLM-1 16S ribosomal RNA, partial sequence 3043846 304530 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Rarobacter. 

3068082 3068061 63 84 gi|219846876|ref|NR_026468.1 


Actinomyceta 


tinomycetale 


ref|NR_024694.1 
2873633 287517 


ref 
lus 


NR_024691.1 
flexus Bact 


ref|NR_024690.1 


ref|NR_024676.1 
36 2899473 Micro 
ionibacterineae 


ref|NR_024659.1 
69 Streptococcus 


2967820 296928 
les; Propion 


ref|NR_026536.1 
2969338 297081 
s; Propionib 


ref |NR_026526.1 


NR_026518.1 
2995219 299673 
ydrogenobacter. 
ref|NR_026507.1 

3011945 301344 
etales; Propioni 


H 


e 


Pp 
i 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Streptococcus peroris 
peroris Bacteria; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 


acterineae; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Hydrogenobacter 
2 Hydrogenobacter 


Marmoricola 
1 Marmoricola 
bacterineae; 


Clostridium 
6 Clostridium 
stridium. 
Rarobacter 
9 Rarobacter 
ccineae; 


Microbacterium 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 


esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


; Microbacterium. 


55256 Bacteria_16S 3102675 3102654 63 84 gi|219846853|ref|NR_026445.1 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 310404 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Verrucosispora. 

55256 Bacteria_16S 3114705 3114684 63 84 gi| 219846845 |ref|NR_026437.1 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 311608 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

55256 Bacteria_16S 3152330 3152309 63 84 gi|219846820|ref|NR_026412.1 


strain DSM 44267 


55256 
strain M408/89/1 


oc 


3201161 3201140 63 84 gi 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 219846787 


16S ribosomal RNA, partial sequence 3201064 32024 


, In 
ref 


occineae trasporangia 


NR_026379.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacte 
Corynebacterium. 

55256 Bacteria_16S 3207147 3207126 63 84 gi| 219846783 |ref|NR_026375.1 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Corynebacteriaceae; Corynebacterium. 

55256 Bacteria_16S 3225244 3225223 63 84 gi|219846770|ref|NR_026362.1 


strain DSM 11140 


55256 
strain DSM 10020 

Firmicutes; Clost 
55256 
ATCC19120 16S rib 
Bacillales; Liste 
55256 
strain WV6 16S ri 
Firmicutes; Clost 
55256 
strain DSM 43678 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


55256 
strain DSM 43764 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


oc 


3231303 3231274 51 80 gi 


ridia; Clostridiales; Clostridiales Fami 
3245092 3245063 51 80 gi 
osomal RNA, partial sequence 
riaceae; Listeria. 

3248091 3248062 51 80 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3249464 3249443 63 84 gi 


gi 


cl 


Stre 
gi 


pt 


3252464 3252443 63 84 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 219846766 


16S ribosomal RNA, partial sequence 3231181 32326 


219846757 
3244997 32464 


219846755 
3247999 32493 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 


219846752 
16S ribosomal RNA, partial sequence 3252379 32538 


; Intrasporangia 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026349.1 


occineae 


ly XI. I 


ref |NR_026347.1 


ostridium. 
ref |NR_026346.1 
inea 
ref 


e; Streptosp 
NR_026344.1 


osporang 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 
55256 Bacteria_16S 3253962 3253941 63 84 gi|219846751|ref|NR_026343.1 


strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
55256 
lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 

55256 
strain DSM 40297 


55256 
strain DSM 43377 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


55256 
dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 
55256 
strain B 16S ribo 
Clostridia; Clost 
55256 
strain 1A-C 16S r 
Actinobacteria; A 
55256 
DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 
55256 
inositola DSM 438 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Strept 
3255455 3255434 63 84 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3256966 3256945 63 


s 


84 gi 


Stre 
gi 


pt 
3258479 3258458 63 84 
Stre 

3259990 3259969 63 84 gi 
albirubida strain DSM 40465 16S rib 


pt 


p- os 


Streptosporangineae; Nocardiopsaceae; No 
3301051 3301022 51 80 gi 


ridiales; Blautia. 

3310177 3310156 63 84 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3340479 3340458 63 84 gi 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


oc 


om 


219846750 
Actinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 219846748 


16S ribosomal RNA, partial sequence 3258396 32598 


219846747 


219846720 
somal RNA, partial sequence 3300930 3302411 Blaut 


219846713 
3310081 33114 


219846690 
3340376 3341852 Micro 


osporangineae; Thermomon 
ref |NR_026342.1 
3255372 325683 


etales; Streptos 


equence 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
omal RNA, partial sequen 


osporang 


osporang 


is. 
ref 
ias 


cardiops 
NR_026312.1 
chinkii Bact 


ref|NR_026305.1 


7 Bo 
ref 
mono 
neae 


occineae goriellaceae 


NR_026282.1 
spora rosari 
Micromonos 


onospori : 


3343525 3343504 63 84 gi 
19 16S ribosomal RNA, partial sequence 


219846688 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Microbacterium 
0 Microbacterium 


neae; Microbacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 
Corynebacterium 
9 Corynebacterium 


bacterineae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Actinomadura kijaniata 


26 Actinomadura kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


21 Actinomadura madurae Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Blautia schinkii 
eria; Firmicutes; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


ref |NR_026280.1 
3343422 3344899 Microm 


Micromonospora 
onospora inositola 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


55256 Bacteria_16S 3345053 3345032 63 84 gi| 219846687 |ref|NR_026279.1 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 33449 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonospora. 

55256  Bacteria_16S 3346579 3346558 63 84 gi| 219846686 |ref|NR_026278.1 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 33464 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonospora. 

55256 Bacteria_16S 3348105 3348084 63 84 gi| 219846685 |ref|NR_026277.1 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 33480 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonospora. 

55256 Bacteria_16S 3362064 3362035 51 80 gi|219846675|ref|NR_026267.1 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

55256 Bacteria_16S 3395278 3395257 63 84 gi|219846648|ref|NR_026240.1 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonospora. 

55256 Bacteria_16S 3415045 3415024 63 84 gi|219846634|ref|NR_026226.1 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellul 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cell 
Cellulomonas. 

55256 Bacteria_16S 3487224 3487203 63 84 gi|219846584|ref|NR_026176.1 
strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
55256 Bacteria_16S 3494750 3494729 63 84 gi| 219846579 |ref|NR_026171.1 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermocrispum. 

55256 Bacteria_16S 3497792 3497760 51 83 gi| 219846577 |ref|NR_026169.1 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
55256 Bacteria_16S 3505248 3505227 63 84 gi|219846572|ref|NR_026164.1 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 35066 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
55256 Bacteria_16S 3506766 3506745 63 84 gi|219846571|ref|NR_026163.1 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 350814 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

55256 Bacteria_16S 3508287 3508266 63 84 gi|219846570|ref|NR_026162.1 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 350966 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Microbacteriaceae; Microbacterium. 

55256 Bacteria_16S 3509809 3509788 63 84 gi|219846569|ref|NR_026161.1 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 351118 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

55256 Bacteria_16S 3511331 3511310 63 84 gi|219846568|ref|NR_026160.1 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 351270 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

55256 Bacteria_16S 3531162 3531133 51 80 gi| 219846555 |ref|NR_026147.1 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacter 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

55256 Bacteria_16S 3540387 3540358 51 80 gi| 219846549 |ref|NR_026141.1 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

55256 Bacteria_16S 3545058 3545029 51 80 gi| 219846546 |ref|NR_026138.1 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus 
Bacillales; Bacillaceae; Bacillus. 

55256 Bacteria_16S 3549688 3549659 51 80 gi| 219846543 |ref|NR_026135.1 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 354957 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
55256 Bacteria_16S 3570945 3570924 63 84 gi|219846528|ref|NR_026120.1 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 35723 

Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

55256 Bacteria_16S 3599988 3599967 63 84 gi|219846506|ref|NR_026098.1 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 

Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 

55256 Bacteria_16S 3613601 3613580 63 84 gi|219846496|ref|NR_026088.1 


cohnii Bacteria; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 


Micromonosporaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 


Micromonosporaceae; 


Salimicrobium album 
album Bacteria; 


Promicromonospora 
romonospora citrea 


Promicromonosporaceae H 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


eae; Microbacteriaceae; 


Sarcina maxima strain 
ia; Firmicutes; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Clostridium 

2 3551038 Clostridium 
lostridium. 
Turicella otitidis 


03 Turicella otitidis Bacteria; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Alloiococcus otitis 


strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 


Firmicutes; Lacto 


bacillales; 


Carnobacteriaceae; Alloiococcus. 


55256 Bacteria_16S 3710550 3710521 51 80 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256 Bacteria_16S 3719520 3719491 51 80 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256 Bacteria_16S 3724101 3724080 63 84 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

55256 Bacteria_16S 3725562 3725541 63 84 gi| 219846417 |ref|NR_026008.1]| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

55256  Bacteria_16S 3727018 3726997 63 84 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

55256  Bacteria_16S 3728471 3728450 63 84 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

55256 Bacteria_16S 3729930 3729909 63 84 gi|219846414|ref|NR_026005.1] Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 

55256 Bacteria_16S 3731384 3731363 63 84 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

55256 Bacteria_16S 3735767 3735746 63 84 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
55256 Bacteria_16S 3744546 3744525 63 84 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 
strain 104 16S ribosomal RNA, partial sequence 3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
55256 Bacteria_16S 3747469 3747448 63 84 gi|219846402|ref|NR_025993.1| Nonomuraea africana 
strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 3748820 Nonomuraea africana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
55256 Bacteria_16S 3850321 3850292 51 80 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

55256 Bacteria_16S 3876298 3876233 16 80 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

55256 Bacteria_16S 3959400 3959371 51 80 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

55256 Bacteria_16S 3975700 3975672 51 80 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

55256 Bacteria_16S 4024799 4024770 51 80 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

55256  Bacteria_16S 4040090 4040061 51 80 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 


Bacillales; Bacil 
55256 
strain R-6540 16S 
Firmicutes; Bacil 
55256 


strain YIM 90010 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 4060988 40 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
55256 Bacteria_16S 4109405 4109384 63 84 gi| 219846145 |ref|NR_025735.1 
strain HD9 16S ribosomal RNA, partial sequence 4109294 41108 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
55256 Bacteria_16S 4110972 4110951 63 84 gi|219846144|ref|NR_025734.1 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 41123 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
55256 Bacteria_16S 4139975 4139954 63 84 gi|219846120|ref|NR_025710.1 


laceae; Bacillus. 

4041548 4041519 51 80 gi|219846195 
ribosomal RNA, partial sequence 4041510 40429 
lales; Bacillaceae; Bacillus. 

4061047 4061026 63 84 gi| 219846178 


sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 


sabaudiense Bacteria; 


Tenericutes; Mollicutes; 


Entomoplasmatales; 


624 


ref 


ref 


NR_025785.1 


NR_025768.1 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Nocardiopsis salina 


36 Nocardiopsis salina Bacteria; 


saceae; Nocardiopsis. 
Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 


Spiroplasma 


4139871 4141386 Spiroplasma 


Spiroplasmataceae; 


Spiroplasma. 


55256 


55256 


umidischolae stra 


Bacteria_16S 


Bacteria_16S 


Nocardiopsaceae; 


55256 


Bacteria_16S 


4160179 4160158 63 84 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4216396 4216375 63 84 gi|219846063|ref|NR_025653.1| Nocardiopsis 

in 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

4217894 4217873 63 84 gi|219846062|ref|NR_025652.1| Actinomadura 

in L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 


nitritigenes stra 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae 


; Actinomycetales; 


Streptosporangineae; 


Thermomonosporaceae; Actinomadura. 

55256 Bacteria_16S 32008 31988 63 83 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

55256 Bacteria_16S 33544 33512 52 84 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 

55256 Bacteria_16S 90627 90599 61 89 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

55256 Bacteria_16S 109075 109043 52 84 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

55256 Bacteria_16S 141200 141172 52 80 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

55256 Bacteria_16S 219307 219279 52 80 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

55256 Bacteria_16S 285932 285912 64 84 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 
strain 01008 16S ribosomal RNA, partial sequence 285875 287290 Mycoplasma testudinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

55256 Bacteria_16S 298104 298084 64 84 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
55256 Bacteria_16S 301099 301079 64 84 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

55256 Bacteria_16S 333316 333292 60 84 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

55256 Bacteria_16S 344029 343997 52 84 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

55256 Bacteria_16S 402889 402869 64 84 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

55256 Bacteria_16S 410658 410630 52 80 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

55256  Bacteria_16S 412258 412230 52 80 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

55256 Bacteria_16S 415442 415415 52 80 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
55256 Bacteria_16S 416912 416884 52 80 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
55256 Bacteria_16S 421451 421419 52 84 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

55256 Bacteria_16S 423010 422982 52 80 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

55256 Bacteria_16S 426159 426127 52 84 gi|265678770|ref|NR_029075.1| Nesterenkonia 


xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 


426041 427535 Nesterenkonia 


55256 


favisporus strain 
Bacteria; 


55256 


strain PUPA-2 16S 


Bacteria_16S 432371 432299 9 80 gi| 265678766 
GMP01 16S ribosomal RNA, partial sequence 43219 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
Bacteria_16S 440057 440037 64 84 gi| 265678761 


ribosomal RNA, partial sequence 


439970 44147 


ref|NR_029071.1 


6 433742 Paenib 


ref|NR_029066.1 


Paenibacillus 
acillus favisporus 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

55256 Bacteria_16S 484318 484298 64 84 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

55256 Bacteria_16S 512059. 512031 57 85 gi|265678710|ref|NR_029015.1| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

55256 Bacteria_16S 525731 525703 52 80 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

55256 Bacteria_16S 539478 539446 52 84 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

55256 Bacteria_16S 609113 609085 52 80 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

55256 Bacteria_16S 641205 641173 52 84 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

55256 Bacteria_16S 647434 647402 52 84 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 


CMS 76or 16S ribo 
Actinobacteridae; 
55256 
urinaehominis str 
urinaehominis Bac 
55256 
strain PIPN-2 16S 
Tenericutes; Moll 
55256 
strain 3-p 16S ri 


55256 


teria; 
Bacteria_16S 


icutes; 
Bacteria_16S 


strain Uedal07 16 


Bacteria_16S 


650362 650342 64 
Firmicutes; 
736482 736462 64 


742655 742628 52 


770593 770565 61 


84 


84 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


somal RNA, partial sequence 647310 648789 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae 
Bacteria_16S 
ain CCUG 42038b 16S ribosomal RNA, partial seque 
Lactobacillales; Aerococcacea 


gi|265678617 


gi|265678556 
736380 73789 


Entomoplasmataceae; E 


80 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


89 


S ribosomal RNA, partial sequence 


gi| 265678551 
742578 74395 
Rhodospiri 
gi| 265678532 
770475 77198 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


55256 


strain HKU4 16S r 
Firmicutes; 


55256 


Bacteria_16S 


Bacteria_16S 


Lactobacillales; 


775313 775285 57 


85 


ibosomal RNA, partial sequence 
Streptococcaceae; 


gi| 265678529 
775183 77669 
Streptococcus. 


e; Aerococcus. 


ntomoplasma. 


ia polaris Bacteria; Actinobacteria; 
; Kocuria. 
ref |NR_028922.1 
nce 650305 


Aerococcus 
651625 Aerococcus 


ref|NR_028860.1 
7 Entomoplasma 


Entomoplasma lucivorax 
lucivorax Bacteria; 


ref|NR_028855.1| Rhodocista pekingensis 
0 Rhodocista pekingensis Bacteria; 
llaceae; Rhodocista. 

ref 


NR_028836.1 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


aceae; Cellvibri 
ref |NR_028833.1 
4 Streptococcus 


ref|NR_028820.1 


oO. 
Streptococcus sinensis 
sinensis Bacteria; 


Spirochaeta americana 


strain ASpGl1 16S 
Spirochaetes; 
55256 
strain MOL361 16S 


Bacteria_16S 


ribosomal RNA, partial sequence 


792184 792164 64 84 gi| 265678517 
ribosomal RNA, partial sequence 792094 79356 

Spirochaetales; Spirochaetaceae; Spirochaeta. 
798309 798289 64 84 gi| 265678513 


798207 79971 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


55256 


Thermaerobacter. 
55256 
Bacillales; Bacil 
55256 
strain BARC318 16 
Tenericutes; Moll 
55256 


Bacteria_16S 
subterraneus strain C21 16S ribosomal RNA, 
subterraneus Bacteria; 


Bacteria_16S 
strain U 16S ribosomal RNA, partial sequence 839468 


Bacteria_16S 


Bacteria_16S 
1139 16S ribosomal RNA, 


laceae; Geobacillus. 

981725 981705 64 84 

S ribosomal RNA, complete sequence 

icutes; Entomoplasmatales; 

1086658 1086630 52 80 
complete sequence 


gi 


gi 


801418 801390 52 80 gi| 265678511 
complete sequence 

Firmicutes; Clostridia; Clostridiales; Clo 

839572 839544 52 80 gi| 265678486 


840930 Geoba 


265678389 
981620 98314 
Entomoplasmataceae; 
265678318 
1086532 1088056 Bacil 


E 


Bacillales; Bacillaceae; Bacillus. 
55256  Bacteria_16S 1100218 1100190 52 80 gi| 265678309 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 11015 


Firmicutes; 
55256 
strain Kx146A4 16 
Firmicutes; 


Clostridia; 
Bacteria_16S 


Lactobacillales; 


Clostridiales; Clostridiaceae; 
1123092 1123064 52 80 gi 
S ribosomal RNA, partial sequence 


Lactobacillaceae; Lactobac 


Clostridiu 
224581425 
1122944 11244 
illus. 


55256 


Bacteria_16S 


1154762 1154690 9 


80 


253680753 


0 Spirochaeta americana Bacteria; 


Turicibacter sanguinis 
sanguinis Bacteria; 


ref|NR_028816.1 
4 Turicibacter 


eae; Turicibacter. 
ref|NR_028814.1| Thermaerobacter 
801287 802838 Thermaerobacter 


stridiales Family XVII. Incertae Sedis; 


ref |NR_028789.1 
cillus uzenensis 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


ref|NR_028691.1 
1 Entomoplasma 


Entomoplasma freundtii 
freundtii Bacteria; 


ntomoplasma. 
ref|NR_028620.1| Bacillus akibai strain 
lus akibai Bacteria; Firmicutes; 


gi 


ref|NR_028611.1| Clostridium hiranonis 
41 Clostridium hiranonis Bacteria; 

m. 

ref|NR_027206.1| Lactobacillus antri 
63 Lactobacillus antri Bacteria; 
ref|NR_028001.1| Oceanobacillus 


iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 


Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Oceanobacillus. 


55256 Bacteria_ 


DSM 9946 16S ribo 
Deinococcus-Thermus; 


55256 Bacteria_ 


smaragdinae DSM 1 
Ss 


11293 Bacteria; 


55256 Bacteria_ 


DSM 16795 16S rib 
Firmicu 


Bacteria; 
55256 Bacteria_ 
strain EX-H1 16S 


Aquificae; Aquifi 


55256 Bacteria_ 


strain 01-570-1 1 
Lacto 


Firmicutes; 
55256 Bacteria_ 


strain ELCA-2 16S 
Tenericutes; Moll 


55256 Bacteria_ 


strain PYAN-1 16S 


16S 
somal R 
Deinococci; Thermales; 
16S 1168354 1168334 64 
1293 16 
pirochaetes; Spirochaetales; 
16S 1176045 1176017 52 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
16S 1191044 1191024 64 84 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; 
16S 1219723 1219695 52 80 gi 
6S ribosomal RNA, partial sequence 12 
bacillales; 
16S 1278396 1278376 64 84 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
16S 1281347 1281327 64 84 
ribosomal RNA, partial sequence 


1162339 1162319 60 80 gi 
Thermaceae; 
84 gi 


80 gi 


gi 


gi 


gi 


NA, partial sequence 1162257 1163688 Meiot 


S ribosomal RNA, partial sequen 
Spirochae 


1175949 11773 
Clostr 


1190944 11924 
Persephone 
Carnobacteriaceae; Allofus 


1278319 12798 
Entomoplasmat 


1281261 12827 


228720981 


Meiotherm 
228719827 
ce 11682 
taceae; Sp 
228718376 


idiaceae; 
228715750 


lla. 
219878362 
19617 12211 
tis. 
219846093 


aceae; M 
219846087 


ref|NR_027600.1| Meiothermus silvanus 
hermus silvanus DSM 9946 Bacteria; 

us. 

ref|NR_027585.1| Spirochaeta 

43 1169775 Spirochaeta smaragdinae DSM 
irochaeta. 

ref|NR_027573.1| Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 
Clostridium. 

ref|NR_027538.1| Persephonella marina 


06 Persephonella marina EX-H1 Bacteria; 


ref|NR_025501.1| Allofustis seminis 
16 Allofustis seminis Bacteria; 
ref|NR_025683.1| Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 
esoplasma. 
ref|NR_025677.1 
49 Entomoplasma 


Entomoplasma somnilux 
somnilux Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

55256 Bacteria_16S 1289088 1289056 52 84 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
55256 Bacteria_16S 1296499 1296471 52 80 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

55256 Bacteria_16S 1340839 1340767 9 80 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

55256 Bacteria_16S 1457427 1457395 52 84 gi|224581414|ref|NR_027195.1| Arcanobacterium 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Arcanobacterium. 

55256 Bacteria_16S 1460420 1460388 52 84 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

55256 Bacteria_16S 1513257 1513229 52 80 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

55256 Bacteria_16S 1554227 1554199 52 80 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

55256 Bacteria_16S 1561647 1561619 52 80 gi| 219846143 |ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

55256 Bacteria_16S 1634657 1634629 52 80 gi|219878453|ref|NR_025592.1]| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

55256 Bacteria_16S 1689402 1689374 52 80 gi|219878414|ref|NR_025553.1]| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

55256 Bacteria_16S 1777665 1777637 52 80 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

55256 Bacteria_16S 1808090 1808062 52 80 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

55256 Bacteria_16S 1840198 1840166 52 84 gi|219878308|ref|NR_025447.1| Lactobacillus 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

55256 Bacteria_16S 1847874 1847842 52 84 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

55256 Bacteria_16S 1853825 1853797 52 80 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

55256 Bacteria_16S 1870560 1870532 52 80 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


strain 3S-1 16S r 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


1870444 1871975 Geobacillus vulcani Bacteria; 


55256 


strain DSM 11713 
Firmicutes; 


55256 


psychrotolerans s 
psychrotolerans B 


55256 


strain TMW 1.666 
Bacteria; 


55256 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


55256 


xylanilyticus str 
xylanilyticus Bac 


55256 


lymphophilum stra 
lymphophilum Bact 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Propionibacteriaceae; 


55256 


Bacteria_16S 


acteria; 


16S ribosomal RNA, 


ain XE 16S ribosomal RNA, 
teria; 


1890619 1890591 52 


Bacillaceae; Bacillus. 


1892140 1892112 52 


Firmicutes; 
1943550 1943522 52 


Lactobacillales; 
1980009 1979977 52 


2070266 2070238 52 80 


Firmicutes; Bacillales; 
2079477 2079445 52 84 


in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


Propionimicrobium. 


2094703 2094675 52 80 


80 
16S ribosomal RNA, partial sequence 1890504 18919 
Bacillales; 
80 
train DSM 11706 16S ribosomal RNA, partial sequence 
Bacillales; 
80 

complete sequence 


84 
in CIP 103370 16S ribosomal RNA, partial 
20595 Bacteria; Actinobacteria; Actinobacteridae 
Arcanobacterium. 


complete sequence 


strain SW-72 16S 
Firmicutes; Bacil 
55256 
strain TF-9 16S r 
Firmicutes; Bacil 
55256 
fermentum strain 
Bacteria; Firmicu 
55256 
strain Ll 16S rib 
Tenericutes; Moll 
55256 
strain LRC 5382 1 
Firmicutes; Clost 
55256 
subterraneus stra 
Bacteria; Firmicu 
55256 
alkaliphilus stra 
Bacteria; Firmicu 


lales; 
Bacteria_16S 


Bacillaceae; 


ribosomal RNA, partial sequence 
Bacillus. 

2114450 2114422 52 
ibosomal RNA, partial sequence 


80 


sequenc 


gi| 219878143 
Paenibacillaceae; 

gi| 219878136 
sequence 
Actinomy 


gi| 219878125 
2094597 20961 


gi|219857658 
2114343 21158 


e 1979903 198138 


gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 
gi|219878269|ref|NR_025408.1| Bacillus 
1892040 1893527 Bacillus 
Bacillaceae; Bacillus. 
gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
1943398 1944958 Lactobacillus frumenti 
Lactobacillaceae; Lactobacillus. 
gi|219878208|ref|NR_025347.1| Arcanobacterium 


5 Arcanobacterium 


; Actinomycetales; Actinomycineae; 


ref|NR_025282.1| Thermobacillus 
2070125 2071678 Thermobacillus 
Thermobacillus. 
ref|NR_025275.1| Propionimicrobium 
2079371 2080872 Propionimicrobium 
cetales; Propionibacterineae; 
ref|NR_025264.1| Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025247.1| Planococcus maritimus 
49 Planococcus maritimus Bacteria; 


Bacteria_16S 
Z-7984 16S ribosomal RNA, partial sequence 21901 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Planococcus. 
80 


lales; Planococcaceae; 
2190258 2190186 9 gi 
tes; Bacillales; Bacillaceae; Amphibac 
2287525 2287505 64 84 gi 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; 
2289122 2289094 52 


80 gi 


2287434 22889 
Entomoplasmataceae; 


6S ribosomal RNA, partial sequence 2288984 22904 


219857605 


illus. 
219857540 


M 
219857539 


55256 


granivorans strai 
Bacteria; 


55256 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


2388936 2388916 64 84 


strain IL371 16S 
Tenericutes; Moll 
55256 
aquimarina strain 
Bacteria; Firmicu 
55256 
koreense strain J 
Bacteria; Firmicu 
55256 
strain CCUG 43179 
Bacteria; 


ribosomal RNA, partial sequence 


ridia; Clostridiales; Lachnospiraceae; Lachnobac 
2311707 2311679 52 80 gi|219857521 
in 34 16S ribosomal RNA, partial sequence 23115 
tes; Bacillales; Bacillaceae; Geobacillus. 
2313213 2313185 52 80 gi| 219857520 
in T8 16S ribosomal RNA, partial sequence 23131 
tes; Bacillales; Salinicoccus. 
2344908 2344880 52 80 gi|219857497 
n A30 16S ribosomal RNA, partial sequence 23447 
Bacillales; Paenibacillaceae; Paenibacillus. 


gi|219857467 
2388858 23902 


ref|NR_025193.1 


Amphibacillus 


08 2191561 Amphibacillus fermentum 


ref|NR_025128.1| Mesoplasma florum 
33 Mesoplasma florum Ll Bacteria; 
esoplasma. 

ref|NR_025127.1| Lachnobacterium bovis 
36 Lachnobacterium bovis Bacteria; 
terium. 

ref|NR_025109.1| Geobacillus 

80 2313074 Geobacillus subterraneus 
ref|NR_025108.1| Salinicoccus 

25 2314583 Salinicoccus alkaliphilus 
ref|NR_025085.1| Paenibacillus 

86 2346268 Paenibacillus granivorans 
ref|NR_025055.1| Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
2397975 2397947 52 80 gi 


Firmicutes; 


219857461 


55256 


cavipharyngis str 
cavipharyngis Bac 


55256 


strain 4822 16S r 
Tenericutes; Moll 


55256 


orisratti strain 
orisratti Bacteria; 


55256 


acidaminophilum s 
acidaminophilum B 


55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


acteria; 


SW28 16S ribosomal RNA, partial sequence 23978 
tes; Bacillales; Planococcaceae; Sporosarcina. 

2443698 2443670 52 80 gi| 219857423 

G07 16S ribosomal RNA, partial sequence 24435 

tes; Bacillales; Planococcaceae; Planomicrobium. 

2464916 2464888 52 80 gi| 219857406 

16S ribosomal RNA, complete sequence 24647 

Lactobacillales; Lactobacillaceae; Lactobac 

2473899 2473879 64 84 gi| 219857400 


ain 117C 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae 


2475393 2475373 64 84 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2495018 2494990 57 85 


ATCC 700640 16S ribosomal RNA, partial 
Lactobacillales; 


2564333 2564305 52 80 
Firmicutes; 


2621303 2621275 52 80 


gi|219857399 
2475319 24767 


train DSM 3953 16S ribosomal RNA, partial sequence 2564201 25657 
Clostridia; 


ref|NR_025049.1| Sporosarcina 
69 2399376 Sporosarcina aquimarina 
ref|NR_025011.1| Planomicrobium 
92 2445097 Planomicrobium koreense 
ref|NR_024994.1| Lactobacillus mucosae 
63 2466330 Lactobacillus mucosae 
illus. 
ref|NR_024988.1| Mycoplasma 
2473825 2475268 Mycoplasma 
+ Mycoplasma. 
ref|NR_024987.1| Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


gi| 219857386 |ref|NR_024974.1| Streptococcus 
sequence 2494920 2496256 Streptococcus 
Streptococcaceae; Streptococcus. 
gi|219857291|ref|NR_024922.1| Eubacterium 
08 Eubacterium 
Clostridiales; Eubacteriaceae; Eubacterium. 
gi|219857251|ref|NR_024881.1| Planomicrobium 


mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 


Bacteria; 


Firmicutes; 


Bacillales; 


Planococcaceae; 


Planomicrobium. 


55256 


alkanoclasticum s 
alkanoclasticum B 


55256 


voinovskiensis st 
voinovskiensis Ba 


55256 


strain AM31D 16S 
Firmicutes; 


55256 


hydrogeniphila st 
hydrogeniphila Ba 


55256 


narugense strain 
Bacteria; 


55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


acteria; 


2633469 2633441 52 


Firmicutes; 
2696605 2696577 52 


Firmicutes; 
2725374 2725346 52 


Bacillaceae; 
2726942 2726922 64 
2738919 2738895 57 


Clostridia; 
2756676 2756648 52 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 

55256 
flavithermus stra 
flavithermus Bact 


Bacteria_16S 


teria; Firmicutes; 
2998406 2998378 52 


eria; Firmicutes; 


Bacillales; 


55256 


strain DSM 3670 1 
Firmicutes; 


Bacteria_16S 


55256  Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
55256 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


55256 


strain M-29c 16S 
Firmicutes; 


55256 


strain GraMall 16 
Proteobacteria; 


55256 


strain M663-98-1 
Firmicutes; 


55256 


strain m1134/97/1 
Firmicutes; 


55256 


multipotens strai 
Bacteria; 


55256 


propionica strain 
Bacteria; 


55256 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


Bacteria; 


cteria; 


Lactobacillales; 


S ribosomal RNA, 


Lactobacillales; 


2999978 2999950 52 


Bacillaceae; 
3027134 3027106 52 


Firmicutes; 
3033280 3033252 52 


Firmicutes; 


3037854 3037826 52 


3051544 3051516 52 


3066674 3066654 64 


3069620 3069592 52 


3078556 3078528 52 


3080132 3080104 52 


3081708 3081680 52 
Proteobacteria; 


3092139 3092107 52 


Clostridia; 


80 


train MAE2 16S ribosomal RNA, partial 
Bacillales; 


80 


rain TH13 16S ribosomal RNA, partial sequence 
cteria; 


ribosomal RNA, partial sequence 
Bacillales; 


rain 29W 16S ribosomal RNA, partial sequence 
cteria; Aquificae; Aquificales; 


Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


80 


ain JCM 11223 16S ribosomal RNA, partial 


80 


80 


80 


80 


ribosomal RNA, partial sequence 
Enterococcaceae; 


80 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Pelobacteraceae; 
84 gi| 219846877 |ref|NR_026469.1 
Incertae Sedis; Gemella. 
80 gi|219846875|ref|NR_026467.1 
3069511 3070973 Vagoco 
Vagococcus. 
80 gi| 219846869 |ref|NR_026461.1 


80 


U-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurellales; 


80 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


55256 


Bacteria_16S 


3093658 3093626 52 


strain TAGA27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


55256 


617-93 16S riboso 
Bacillales; 


55256 


Bacteria_16S 


Bacteria_16S 


3140149 3140129 64 


mal RNA, partial sequence 
Bacillales Family XI. 


3141707 3141687 64 


strain 2045-94 16 
Firmicutes; Bacil 
55256 
orientis strain D 
Bacteria; 
55256 


S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
Bacteria_16S 


3153869 3153841 52 


Incertae Sedis; 


Vagococcus. 


219857236 
sequence 


gi 


Planococcaceae; 


gi|219857190 


27388 


gi|219857148 


sequenc 
Clostridia; Clostridiales; Cl 
80 gi| 219846924 


in DSM 2641 16S ribosomal RNA, partial sequence 
Bacillaceae; 


gi| 219846923 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


gi|219846905 


strain GKNTAUT 16S ribosomal RNA, partial sequen 
Clostridia; 


Clostridiales; 
gi|219846900 


rain HC-1 16S ribosomal RNA, partial sequence 
Clostridiales; 


Cc 
gi|219846897 
3037737 30392 


gi|219846887 


complete sequence 3051418 30529 
Deltaproteobacteria; Desulfuromonadales; 


16S ribosomal RNA, partial sequence 3066573 30679 
Bacillales; Bacillales Family XI. 


n RH-8 16S ribosomal RNA, partial sequence 30784 
Proteobacteria; Deltaproteobacteria; Desulfurellales; 


D 
219846868 
30800 
D 
219846867 


gi 


gi 


ain K-119 16S ribosomal RNA, partial sequence 
teria; 


Deltaproteobacteria; Desu 
84 gi| 219846860 
3092041 30935 
Micrococcineae 
84 gi| 219846859 
3093562 30950 
Micrococcineae 
84 gi| 219846828 
3140051 3141558 Gemel 
Gemella. 
84 gi| 219846827 
3141609 31431 
Incertae Sedis; Gem 
80 gi|219846819 


Thermodesulfobiaceae; 


2696496 269800 


ref|NR_024776.1 


ref|NR_024864.1| Planomicrobium 
2633347 2634791 Planomicrobium 

Planomicrobium. 

ref|NR_024818.1| Anoxybacillus 


1 Anoxybacillus 


Bacillales; Bacillaceae; Anoxybacillus. 

80 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 

2725265 2726771 Bacillus krulwichiae Bacteria; 

Bacillus. 

84 gi|219857169|ref|NR_024797.1| Persephonella 

2726822 2728328 Persephonella 
Hydrogenothermaceae; Persephonella. 
81 gi|219857161|ref|NR_024789.1| Thermodesulfobium 


10 2740172 Thermodesulfobium narugense 
Thermodesulfobium. 


Thermaerobacter 


Anoxybacillus. 


e 2756546 2758056 Thermaerobacter 
ostridiales Family XVII. Incertae Sedis; 


NR_026516.1| Anoxybacillus 
2998293 2999816 Anoxybacillus 


ref|NR_026515.1 


ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref|NR_026489.1 


ref |NR_026479.1 


57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 


ref |NR_026452.1 
; Micrococcaceae 
ref|NR_026451.1 


; Micrococcaceae 
ref|NR_026420.1 
la bergeri Bacte 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Clostridium 

4 Clostridium 

lostridium. 
Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Gemella bergeri strain 
ria; Firmicutes; 


ref|NR_026419.1| Gemella sanguinis 
18 Gemella sanguinis Bacteria; 
ella. 

ref|NR_026411.1| Desulfosporosinus 


Bacteria_16S 


Clostridia; Clostridiales; 
3216176 3216148 57 85 


Peptococ 
gi 


SM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulf 
Firmicutes; 


caceae; Desulfosporosinu 


219846776 


osporosinus orientis 
s. 


ref|NR_026368.1 


Streptococcus 


thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 


Bacteria; 


Firmicutes; 


Lactobacillales; Streptococcaceae; 


Streptococcus. 


55256 
platensis strain 
Bacteria; 
55256 
africanus strain 


africanus Bacteri 


Desulfovibrio. 
55256 


Firmicutes; 
55256 


55256 
strain DSM 6035 1 
Firmicutes; 
55256 
strain Z-7491 16S 


Bacteria_16S 


Firmicu 
Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial se 


Bacteria_16S 
DSM 10228 16S rib 
Clost 
Bacteria_16S 
hydrogenotrophica 
hydrogenotrophica 
Bacteria_16S 


Lacto 
Bacteria_16S 


3219245 3219225 64 84 gi 


tes; Clostridia; 


3241979 3241959 60 80 gi 


a; Proteobacteria; 
3264535 3264507 52 
osomal RNA, partial sequence 
ridia; Clostridiales; 
3298008 3297980 52 


80 gi 


Clostridiaceae; 
80 gi 


Bacteria; Firmicutes; 
3304172 3304144 52 


Clostridia; 


80 gi 


Lactobac 
gi 


bacillales; Lactobacillaceae; 
3316194 3316174 64 84 
ribosomal RNA, partial sequence 


3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


Deltaproteobacteria; 


strain S5a36 16S ribosomal RNA, parti 
Clo 


219846774 
32191 
S; 
219846759 
quence 


v 


219846744 


3264433 32658 
ostridiu 


cl 
219846722 
al 
st 
219846718 


6S ribosomal RNA, partial sequence 3304055 33055 


illus. 
219846709 


3316113 33175 


Thermod 


Desulfov 


sequenc 
ridiales 


ref|NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref |NR_026351.1 

3241884 324339 
ibrionales; Desu 
ref |NR_026336.1 
m. 
ref |NR_026314.1 
e 3297885 329934 
; Blautia. 
ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026301.1 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 

Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Blautia 
2 Blautia 


Lactobacillus panis 
panis Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

55256 Bacteria_16S 3360493 3360465 52 80 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

55256 Bacteria_16S 3389324 3389296 52 80 gi|219846652|ref|NR_026244.1| Meiothermus 
chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

55256 Bacteria_16S 3456840 3456808 52 84 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

55256 Bacteria_16S 3518951 3518931 64 84 gi|219846563|ref|NR_026155.1| Mycoplasma genitalium 
strain ATCC 33530 16S ribosomal RNA, partial sequence 3518849 3520338 Mycoplasma genitalium 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

55256  Bacteria_16S 3525033 3525005 52 80 gi|219846559|ref|NR_026151.1| Clostridium colinum 


strain DSM 6011 1 
Firmicutes; Clost 
55256 
pseudalcaliphilus 
pseudalcaliphilus 
55256 
strain DSM 8723 1 
Firmicutes; Bacil 
55256 
strain DSM 8716 1 
Firmicutes; Bacil 
55256 
acetivorans strai 
Bacteria; Proteob 
55256 
lentocellum strai 
Bacteria; Firmicu 
55256 
strain NCIMB 629 

Firmicutes; Bacil 
55256 
strain NCIMB 1493 
Firmicutes; Bacil 
55256 
chlororespirans s 
chlororespirans B 
55256 
strain GIH 16S ri 
Tenericutes; Moll 
55256 
strain VIS 16S ri 
Tenericutes; Moll 
55256 


Mollicutes; Mycop 
55256 
putrefaciens stra 
putrefaciens Bact 
55256 
strain PG8 16S ri 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Isley 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


ridia; Clostridiales; Clostridiaceae; 
3534123 3534095 52 80 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3535691 3535663 52 80 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3541946 3541918 52 80 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3587629 3587601 52 80 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3596887 3596859 52 80 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3609098 3609070 52 80 gi 


gi 


lales; Planococcaceae; Planococcus. 
3610579 3610551 52 80 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3684961 3684889 9 80 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3686438 3686418 64 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3687955 3687935 64 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3756559 3756539 64 84 gi 


lasmataceae; Mycoplasma. 
3774536 3774516 64 84 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3789644 3789624 64 84 gi 
bosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 3524935 35264 
ostridiu 


cl 
219846553 
equence 
illaceae; 
219846552 


3535585 35370 


219846548 


3541838 35433 


219846517 
nce 35875 
ellales; D 
219846509 
ence 35967 
spiraceae; 
219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


219846498 
36104 


219846447 
sequence 
ridiales; 
219846446 


3686364 36878 


219846445 


3687881 36893 


219846394 


3756485 3757942 Mycop 


219846380 
uence 

smataceae; 
219846370 


m. 
3 


ref|NR_026144.1 
88 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 


ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref|NR_026037.1 


ref|NR_026036.1 


ref|NR_025985.1 
lasma alvi Bacte 


ref|NR_025971.1 
3774462 377592 
Mycoplasma. 


07 Clostridium colinum Bacteria; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


mapalus Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Desulfurella 

urella acetivorans 
Desulfurella. 
Clostridium 

idium lentocellum 

m. 

Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma alvi strain 
ria; Tenericutes; 


Mycoplasma 
7 Mycoplasma 


ref |NR_025961.1 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


Acholeplasma laidlawii 


3789540 3791015 Acholeplasma laidlawii Bacteria; 


55256 
strain 19L 16S ri 
Tenericutes; Moll 
55256 
strain 4229 16S r 
Tenericutes; Moll 
55256 
F275 16S ribosoma 
Lactobacillales; 


Bacteria_16S 


Bacteria_16S 
ibosomal RNA, partial sequence 


3791168 3791148 64 


3859338 3859318 64 


bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; 


84 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
3791066 3792555 Acholeplasma oculi Bacteria; 
Acholeplasma. 
84 gi|219846322|ref|NR_025912.1| Mycoplasma imitans 


3859256 38606 


94 Mycoplasma imitans Bacteria; 


Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
3860896 3860868 52 80 gi 
1 RNA, partial sequence 


Lactobacillaceae; Lactobacillus. 


219846321 


3860745 3862279 Lacto 


ref 
baci 


NR_025911.1 
llus reuteri 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


55256 Bacteria_16S 3871552 3871532 64 84 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

55256 Bacteria_16S 3873139 3873119 64 84 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

55256  Bacteria_16S 3929958 3929930 52 80 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

55256 Bacteria_16S 3934346 3934326 61 81 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

55256 Bacteria_16S 3938718 3938691 52 80 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

55256 Bacteria_16S 3977188 3977161 52 80 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

55256 Bacteria_16S 3993217 3993189 52 80 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

55256 Bacteria_16S 4043080 4043052 52 80 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 


stackebrandtii Ba 
55256 
strain BC-3 16S r 
Tenericutes; Moll 
55256 
strain PAT 05 16S 
Firmicutes; Bacil 
55256 
strain PS-1 16S r 
Tenericutes; Moll 
55256 
strain ON59 16S r 
Firmicutes; Lacto 
55256 
strain YJS 16S ri 
Tenericutes; Moll 
55256 
KMM 3905 16S ribo 
Actinobacteridae; 
55256 
velocicrescens st 
velocicrescens Ba 
55256 
strain Tab-4c 16S 
Tenericutes; Moll 
55256 
syrphidicola stra 
syrphidicola Bact 
55256 
strain HYOS-1 16S 
Tenericutes; Moll 
55256 
strain TN-1 16S 
Tenericutes; Moll 
55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


somal RNA, partial sequence 4124587 4126026 Kocur 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


icutes; 


Acholeplasmatales; Acholeplasmataceae; 


cteria; Firmicutes; Bacillales; Planococcaceae; 
4079337 4079317 64 84 gi|219846166 
ibosomal RNA, partial sequence 4079234 40807 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4101892 4101864 52 80 gi|219846151 
ribosomal RNA, partial sequence 4101786 41031 
lales; Bacillaceae; Bacillus. 
4106442 4106422 64 84 gi| 219846148 
ibosomal RNA, partial sequence 4106362 41078 


Actinomycetales; Micrococcineae; Micrococcaceae 
4135277 4135257 64 84 gi| 219846123 
rain MQ-4 16S ribosomal RNA, partial sequence 
cteria; Tenericutes; Mollicutes; Entomoplasmatal 
4136842 4136822 64 84 gi| 219846122 
ribosomal RNA, partial sequence 4136739 41382 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4138408 4138388 64 84 gi| 219846121 
in EA-1 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Entomoplasmatales 
4141540 4141520 64 84 gi|219846119 
ribosomal RNA, partial sequence 4141437 41429 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4143104 4143084 64 84 gi|219846118 
ribosomal RNA, partial sequence 4143001 41445 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4144670 4144650 64 84 gi|219846117 


leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 


leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; 


Acholeplasma. 


Planococcus. 


ref|NR_025738.1 
18 Acholeplasma 


ia marina Bacter 
; Kocuria. 
ref|NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


rs 


es; 
ref 


iroplasma. 
ref|NR_025711.1 
138305 413982 
; Spiroplasmatac 


rs 


ref|NR_025756.1| Spiroplasma melliferum 
48 Spiroplasma melliferum Bacteria; 
iroplasma. 

ref|NR_025741.1| Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


4116979 4116951 57 85 gi|219846139|ref|NR_025729.1| Streptococcus minor 
ibosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

4118492 4118472 64 84 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
bosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4124695 4124663 52 84 gi|219846133|ref|NR_025723.1| Kocuria marina strain 


ia; Actinobacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 


4144567 414608 
Spiroplasmata 


ref|NR_025709.1| Spiroplasma montanense 
50 Spiroplasma montanense Bacteria; 
iroplasma. 

ref|NR_025708.1| Spiroplasma litorale 
16 Spiroplasma litorale Bacteria; 
iroplasma. 

ref|NR_025707.1| Spiroplasma 


3 Spiroplasma 
ceae; Spiroplasma. 


55256 


lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; 


55256 


Bacteria_16S 


Bacteria_16S 


4146237 4146217 64 84 


4147802 4147782 64 84 


strain M55 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


55256 


strain TABS-2 16S riboso 
Tenericutes; Mollicutes; 


55256 


strain 23-6 16S r 
Tenericutes; Moll 


55256 


strain CUAS-1 16S 
Tenericutes; Moll 


55256 


strain AES-1 16S 
Tenericutes; Moll 


55256 


strain EC-1 16S r 
Tenericutes; Moll 


55256 


chrysopicola stra 
chrysopicola Bact 


55256 


strain CCH 16S ri 
Tenericutes; Moll 


55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosoma 
icutes; 


riboso 
icutes; 


ribosomal RNA, 
icutes; 


ibosoma 
icutes; 


in DF-1 
eria; 


bosomal 
icutes; 


Entomoplasmatales; 
4149367 4149347 64 84 
Entomoplasmatales; 
4150922 4150902 64 84 
Entomoplasmatales; 
4152350 4152330 64 


Entomoplasmatales; 
4153916 4153896 64 


Entomoplasmatales; 
4155481 4155461 64 84 
Entomoplasmatales; 
4157047 4157027 64 84 
Tenericutes; Mollicutes; 
4158613 4158593 64 84 
RNA, partial sequence 
Entomoplasmatales; 


4163207 4163187 64 84 


mal RNA, partial sequence 
Spiroplasmataceae; 


1 RNA, partial sequence 
mal RNA, partial sequence 
partial sequence 


Spiroplasmataceae; 


1 RNA, partial sequence 
Spiroplasmataceae; 


16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Spiroplasmataceae; 


gi|219846116 


gi|219846115 


4147699 41492 
Spiroplasmataceae; 


gi|219846114 
4149264 41507 


gi|219846113 
4150819 41521 


4153813 41553 


gi|219846110 
4155378 41568 


gi|219846109 


gi|219846108 
4158509 41600 


gi|219846105 


Sp 


Sp 


Sp 


Sp 


Sp 


ref 


4 


ref 


ref 


ref 


Spiroplasmataceae; Spiroplasma. 
84 gi|219846112|ref|NR_025702.1 
4152247 4153762 Sp 
Spiroplasmataceae; Spiroplasma. 
84 gi|219846111|ref|NR_025701.1 


ref 


ref 


4 


ref 


ref 


27 Spiroplasma 
iroplasma. 


93 Spiroplasma 
iroplasma. 


NR_025706.1 


NR_025705.1 


NR_025704.1 


NR_025703.1 


NR_025700.1 


NR_025699.1 


NR_025698.1 


NR_025695.1 


146134 414764 


156944 415845 
Spiroplasmatac 


Spiroplasma 
8 Spiroplasma 
Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 
iroplasma. 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 
iroplasma. 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


iroplasma diminutum Bacteria; 


Spiroplasma culicicola 


culicicola Bacteria; 


Spiroplasma corruscae 


corruscae Bacteria; 


Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 
iroplasma. 


Mesoplasma tabanidae 


strain BARC 857 16S ribo 
Tenericutes; Mollicutes; 
55256 Bacteria_16S 
strain 1843-02 16S ribos 
Firmicutes; Lactobacilla 
55256 Bacteria_16S 


4170833 4170805 52 
omal RNA, partial sequence 


4173888 4173868 64 


Entomoplasmatales; 
80 
les; Enterococcaceae; 
84 


somal RNA, partial sequence 4163118 41646 
Entomoplasmataceae; Mesoplasma. 


gi|219846099 


4170715 41722 
Vagococcus. 


gi|219846097 


grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 


grammopterae Bacteria; T 
55256  Bacteria_16S 
strain CHPA-2 16S riboso 
Tenericutes; Mollicutes; 


4180041 4180021 64 


enericutes; Mollicutes; 
84 
mal RNA, partial sequence 
Entomoplasmatales; 


Entomoplasmatales; 


gi| 219846092 


4179947 41814 
Entomoplasmataceae; Mesoplasma. 


23 Mesoplasma tabanidae Bacteria; 


ref|NR_025689.1| Vagococcus carniphilus 
27 Vagococcus carniphilus Bacteria; 


ref|NR_025687.1] Mesoplasma 

4173799 4175287 Mesoplasma 
Entomoplasmataceae; Mesoplasma. 
ref|NR_025682.1| Mesoplasma chauliocola 
46 Mesoplasma chauliocola Bacteria; 


55256 


thalassicus strai 
thalassicus Bacte 


55256 


strain PIMN-1 16S 
Tenericutes; Moll 


55256 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


n SC 56 
ria; 


riboso 
icutes; 


4183096 4183068 52 80 
Firmicutes; Clostridia; 
4184545 4184525 64 84 
Entomoplasmatales; 
4196736 4196708 52 


80 


mal RNA, partial sequence 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; 
55256 Bacteria_16S 4211770 4211742 52 
strain N-3 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; 
55256 Bacteria_16S 4221002 4220974 52 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Anaerobacillus. 
55256 Bacteria_16S 4237555 4237523 52 
strain R18165 16S ribosomal RNA, 


55256 Bacteria_16S 
hispanicum strain 
Bacteria; 
55256 


4239111 4239084 52 


Bacteria_16S 4242027 4241999 57 


Bacillales; Bacillaceae; Anoxybacillus. 


80 


complete sequence 
Geobacillus. 


80 


gi| 219846088 


2 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi| 219846086 
4184459 41859 


Entomoplasmataceae; E 


gi|219846077 
4196627 41980 


gi|219846067 
4211641 42131 


gi|219846060 


4220889 4222400 Bacil 


84 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


80 


GP34 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


85 


gi| 219846043 
4237444 42389 


219846042 
42390 


gi 


gi|219846040 


marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 


marimammalium Bacteria; 
55256 Fungi_16S 


Firmicutes; 


113 89 60 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 


Lactobacillales; 


84 


Streptococca 
gi| 265678352 
1514 


Pept 


ref 


rs 


ref 


ref 


ref 


ref 


lus 


ref 


ref 


ref 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


55256 Fungi_16S 1620 1596 60 


strain IFM 0784 16S ribosomal RNA, partial sequence 1564 


84 


265678351 
3016 


gi 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


55256 Fungi_16S 3160 3136 60 


strain IFM 0575 16S ribosomal RNA, partial sequence 3067 


84 


265678350 
4565 


gi 


ref 


183005 41844 
ostreptococcacea 


49 Entomoplasma 
ntomoplasma. 


08 Anoxybacillus 


11 4240418 Methyl 
lobacteriaceae; 


4241925 424342 
ceae; 


NR_025678.1 


NR_025676.1 


NR_025667.1 


NR_025657.1 


NR_025650.1 


NR_025633.1 


NR_025632.1 


NR_025630.1 


Streptococ 


NR_028654.1 


NR_028653.1 


NR_028652.1 


0 


macyae Bacte 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Entomoplasma luminosum 


luminosum Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 
Actinomycetace 


ae; Actinomyces. 
Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Streptococcus 

4 Streptococcus 

cus. 

Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
Nocardiacea 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
Nocardiacea 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


55256 


strain IFM 100 
Actinobacteria; 


55256 


strain YZ-96 1 
Actinobacteria; 


55256 


strain IFM 024 
Actinobacteria; 


55256 


strain IFM 100 
Actinobacteria; 


55256 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Fungi_16S 


Fungi_16S 


Fungi_16S 


Fungi_16S 


Fungi_16S 


4720 4696 60 


6276 6252 60 


7777 7753 60 


9264 9240 60 


10745 10721 60 


Nocardiaceae; Nocardia. 


59176 


thermophila PT 1 
Euryarchaeota; M 


59176 


formicicum strai 
formicicum Archa 
Methanobacterium. 


59176 


arsenaticum stra 
Archaea; 


59176 


thermophilus M 1 
Archaea; 


59176 


defluvii ADZ 16S 
Euryarchaeota; M 


59176 


subterraneum A8p 
Archaea; 


59176 


alcaliphilum WeN 
Archaea; 


59176 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


187845 187774 19 


205573 205511 28 


24946 24921 21 


64882 64813 21 


67893 67824 21 


69331 69290 49 


93365 93296 21 


120608 120555 37 


84 


84 


6S ribosomal RNA, partial sequence 


84 


84 


84 


90 


6S ribosomal RNA, partial sequence 
ethanomicrobia; Methanosarcinales; Meth 


90 


46 


90 


6S ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


90 


ribosomal RNA, partial sequence 
ethanobacteria; Methanobacteriales; Methanobacteriace 


90 


90 


90 


gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


gi 
61 


Actinobacteridae; Actinomycetales; Cory 


gi 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


gi 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


gi 


gi 


in PZ6 16S ribosomal RNA, partial sequence 
Crenarchaeota; Thermoprotei; Thermoproteales; 


gi 


gi 


66666 


gi 


16S ribosomal RNA, partial sequence 68161 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


gi 


4 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


gi 


xinjiangense BD-1 16S ribosomal RNA, partial sequence 


Archaea; 


65760 


intestinalis DSM 
13280 Bacteria; Actinobacteria; 
Collinsella. 


65760 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


74888 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


74888 


capsulatus strain 
Bacteria; 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Euryarchaeota; 


acteria; 


cteria; 


Halobacteria; 
1203783 1203763 42 


1205290 1205270 42 


2919418 29193111 
Proteobacteria; 


195817 195710 1 


1687607 1687512 13 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 

74888 
denitrificans str 
denitrificans Bac 
Sterolibacterium. 
74888 
caledonica strain 
caledonica Bacter 
74888 
tainanensis strai 
Bacteria; Proteob 


Bacteria_16S 
ain Chol-1S 16S ribosomal RNA, 


Bacteria_16S 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria; 
Bacteria_16S 


eria; Proteobacteria; 
1836808 1836701 1 
teria; Proteobacteria; 
2387182 2387075 1 


4101650 4101543 1 
n $1 16S ribosomal RNA, 


74888 


4122949 4122854 13 


62 


62 


osomal RNA, partial sequence 
Coriobacteridae; 


108 


108 


108 


108 


108 


108 


complete sequence 
acteria; Betaproteobacteria; Neisseriales; 
Bacteria_16S 


108 


Halobacteriales; 


gi 


13280 16S ribosomal RNA, partial sequence 


Coriobacteridae; Coriobacteriales; 


gi 


63680 


265678349 
6112 


265678348 
63 7670 


265678342 
9123 


219857197 
10588 


219857175 


254971239 


186632 18803 
anosaetaceae; 


219857440 


n DSMZ1535 16S ribosomal RNA, partial sequence 
ea; Euryarchaeota; Methanobacteria; Met 


265678616 
23761 


254971332 
65111 


254971330 
68110 


254971329 
69596 


254971310 
92166 


254971287 
11938 


228715356 
12031 


228715355 


1204671 12061 


Coriobacteriales; 


gi 


gi 


gi 


gi 


complete 
Betaproteobacteria; 


gi 


gi 


gi 


219856844 


rain TH-1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


265678933 


Texas 16S ribosomal RNA, partial sequence 19438 
Proteobacteria; Gammaproteobacteria; Methyloc 


219878417 


in N2-214 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


219878311 
sequence 


219857469 
sequence 


219846152 
41002 
Neiss 
219846135 


succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 


al sequenc 


Actino: 


hanobacter 


Thermoprot 


Meth 


ref 


nebacterineae; 


ref 


nebacterineae; 


ref 


nebacterineae; 


ref 


nebacterineae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Halobacteriace 


ref 


Co 


ref 


ref 


ref 


ref 


e 10639 
mycetales; 


4 Methanosaeta 


204386 205761 


iales; Methanobacteriaceae; 


25140 
eaceae; 


93578 
Methanob 


28 Collinsella 
Coriobac 


2918000 29194 
Hydrogen 


5 195842 Methyl 
occales; Methy 


NR_028651.1 


NR_028650.1 


NR_028644.1 


NR_024825.1 


NR_024803.1 
12137 


NR_028157.1 


NR_025028.1 


NR_028921.1 


NR_028250.1 


NR_028248.1 


ae; 
NR_028247.1 


acteriaceae; 
NR_028228.1 


acteriaceae 
NR_028205.1 


ae; 
NR_027528.1 


NR_027527.1 
terineae; 
NR_024663.1 
6 
ophilales; 


NR_029241.1 


lococcaceae; 
NR_025556.1 


Nocardia higoensis 


Nocardia higoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia 
Nocardia 


Corynebacterineae; 


Methanosaeta 


thermophila PT Archaea; 
Methanosaeta. 


Methanobacterium 
Methanobacterium 


Pyrobaculum 


Pyrobaculum arsenaticum 
Pyrobaculum. 


Methanothermobacter 


Methanothermobacter thermophilus 
anobacteriaceae; 


Methanothermobacter. 
Methanothermobacter 


Methanothermobacter defluvii Archaea; 
Methanothermobacter. 


Methanobacterium 


Methanobacterium subterraneum 
Methanob 


Methanobacterium. 
Methanobacterium 


Methanobacterium alcaliphilum 
7 


Methanobacterium. 
Halorubrum 


9 120858 Halorubrum xinjiangense 
Halorubrum. 


Collinsella 


62 1204620 Collinsella intestinalis DSM 
riobacterineae; 


Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 
Coriobacteriaceae; 


Hydrogenophilus 
0 Hydrogenophilus 


Hydrogenophilaceae; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 
Tepidiphilus 


Hydrogenophilales; 


Rhodocyclales; 


Burkholderiales; 


1686206 1687661 Tepidiphilus 
Hydrogenophilaceae; 


NR_025450.1| Sterolibacterium 
98 Sterolibacterium 
Rhodocyclaceae; 


NR_025057.1| Burkholderia 
2385781 2387256 Burkholderia 
Burkholderiaceae; Burkholderia. 
ref|NR_025742.1| Chitinibacter 
22 4101735 Chitinibacter tainanensis 
eriaceae; Chitinibacter. 
ref|NR_025725.1] Petrobacter 

4121524 4123052 Petrobacter 


succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Petrobacter. 
74888 
strain UR/MT95 16 
Proteobacteria; B 
74888 
strain Ter6 16S r 
Proteobacteria; B 
74888 
defragrans strain 
Bacteria; Proteob 
74888 
pelophilus strain 
pelophilus Bacter 
74888 
strain T7 16S rib 
Proteobacteria; B 


74888  Bacteria_16S 
strain IAM 12409 
Proteobacteria; B 
74888  Bacteria_16S 


szegediense strai 
Bacteria; Proteob 
74888 
stercoricanis str 
stercoricanis Bac 
74888 
strain OXB 16S ri 
Proteobacteria; B 
74888 
lividum strain DS 
Bacteria; Proteob 
74888 
agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 
Bacteria_16S 


74888 
strain LMG 2207 1 
Proteobacteria; B 
74888 
strain IAM 12670 
Proteobacteria; 
74888 
violaceinigra str 
violaceinigra Bac 
74888 
strain S5b2 16S r 
Proteobacteria; B 
74888 
seropedicae strai 
Bacteria; Proteob 
74888 
strain 7-2 16S ri 
Proteobacteria; B 
74888 
strain B8 16S rib 
Proteobacteria; B 
74888 
mannitolilytica s 
mannitolilytica B 
Ralstonia. 

74888 
subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 
74888 
frisingense strai 
frisingense Bacte 
Herbaspirillum. 
74888 


B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1267854 1267753 7 108 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1147022 1146915 1 108 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
2074639 2074532 1 108 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2647139 2647032 1 108 gi 


gi 


ia; Proteobacteria; Betaproteobacteria 
2744665 2744558 1 108 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2848623 2848516 1 108 gi 


etaproteobacteria; Burkholderiales; Co 
3649645 3649538 1 108 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
1623775 1623681 14 108 gi 


ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
267604 267503 7 108 gi 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
3222054 32219537 108 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3223573 32234727 108 gi 
train Wlr3 16S ribosomal RNA, partial 

acteria; Proteobacteria; Betaproteobac 
3350934 3350833 7 108 gi 
etaproteobacteria; Burkholderiales; Bu 
3974089 3973988 7 108 gi 


etaproteobacteria; Burkholderiales; Ox 
4060875 4060774 7 108 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
1003277 10031701 108 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
65024 64917 1 108 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
1036677 1036570 1 108 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1549586 1549479 1 108 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1923511 1923404 1 108 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


1966178 1966071 1 108 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


1971979 1971872 1 108 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


2868767 2868660 1 108 gi 


1266430 12679 


1145612 11470 


asp 66 16S ribosomal RNA, partial seq 


2743252 27447 


16S ribosomal RNA, partial sequence 2847193 28487 


266185 26767 


6S ribosomal RNA, partial sequence 3349528 33510 


16S ribosomal RNA, partial sequence 3972687 39741 


1001834 10033 


1035238 10367 


1548180 15495 


219846423 


alobactera 
253680759 


alobactera 
219878141 
ence 20732 
riales; Al 
219857227 
uence 

; Rhodocyc 
219857158 


mamonadace 
219856892 


mamonadace 
219846472 
nce 36482 
occales; M 
219878461 
equence 

ria; Burkh 
265678882 


alobactera 
219846773 
ence 32206 
riales; Ox 
219846772 
sequence 

teria; Bur 


219846684 


rkholderia 
219846243 


alobactera 
219846180 
al sequenc 
ria; Burkh 
265678376 


ocyclaceae 
265679021 
ence 63592 
riales; Ox 
265678354 


alobactera 
219857245 


uabacteriu 
219878246 
al sequenc 
teria; Bur 


219878218 
sequence 
obacteria; 


219878214 
uence 
a; Burkhol 


ref 


ceae 
ref 


ceae 
ref 


cali 
ref 


lale 
ref 


ae; 
ref 


ae; 
ref 


ethy 
ref 


olde 
ref 


ceae 
ref 


alob 
ref 


khol 
ref 


ceae 
ref 


ceae 
ref 


olde 
ref 


; Az 
ref 


alob 
ref 
ref 


m. 
ref 


khol 
ref 

Bur 
ref 


deri 


219856879 


huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 


ref 


26 2074709 Caste 


2645713 26471 


06 3649696 Methy 


1622384 16238 


51 3222119 Janth 


3222170 32236 


e 4059499 40609 


65117 


95 Aquabacterium 


e 1922112 19235 


1964797 19662 


1970584 19720 


NR_026014.1 
; Massilia. 
NR_028007.1 
; Collimonas 
NR_025280.1 
1 
genaceae; Ca 
NR_024855.1 
9 
s; Rhodocycl 
NR_024786.1 


Delftia. 
NR_024711.1 


Delftia. 
NR_026064.1 
1 
lococcaceae; 
NR_025600.1 
3 
riales; Alca 
NR_029188.1 
; Oxalobacte 
NR_026365.1 
cs 
acteraceae; 
NR_026364.1 
3 
x 


deriales; O 


NR_026276.1 


, 


NR_025833.1 
; Duganella. 
NR_025770.1 
3 
riales; Oxal 
NR_028678.1 


ovibrio. 
NR_029329.1 
Herbas 
acteraceae; 
NR_028656.1 


; Herbaspiri 
NR_024875.1 


NR_025385.1 
6 
deriales; Bu 
NR_025357.1 
1 
kholderiales 
NR_025353.1 
4 
b 


ales; Oxalo 


Massilia timonae 


23 Massilia timonae Bacteria; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 

Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Methylocaldum 

ocaldum szegediense 
Methylocaldum. 
Sutterella 

8 Sutterella 

ligenaceae; Sutterella. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


re 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Paucimonas. 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
ceae; 


lium. 
Aquabacterium commune 
commune Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


’ 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


NR_024698.1 


Herbaspirillum 


2867356 2868845 Herbaspirillum 


74888 
dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 
74888 
strain VKM-14L 16 
Proteobacteria; G 
74888 
strain ROO1 16S r 
Proteobacteria; B 
74888 
strain SS-1 16S r 
Proteobacteria; B 
74888 
strain CLN-1 16S 
Proteobacteria; 
74888 
strain KB740 16S 
Proteobacteria; 
74888 
strain B4P 16S ri 
Proteobacteria; B 
74888 
strain S2 16S rib 
Proteobacteria; B 
74888 
strain U120 16S r 
Proteobacteria; B 
74888 
strain DhA-35 16S 


B 


B 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
74888  Bacteria_16S 2068466 2068365 7 108 gi|219878145 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 20685 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
74888  Bacteria_16S 2069998 2069897 7 108 gi|219878144 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 20700 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
74888  Bacteria_16S 2499240 2499139 7 108 gi| 219857384 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 24993 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
74888  Bacteria_16S 2500777 2500676 7 108 gi| 219857382 
strain MF63 16S ribosomal RNA, partial sequence 2499368 25008 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
74888  Bacteria_16S 2650144 2650037 1 108 gi| 219857225 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 26501 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
74888  Bacteria_16S 3060504 3060403 7 108 gi| 219846882 
strain AX39 16S ribosomal RNA, partial sequence 3059104 30605 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
74888  Bacteria_16S 3062045 3061944 7 108 gi| 219846881 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rho 
74888  Bacteria_16S 3114468 3114367 7 108 gi| 219846846 
strain DSM 12081 16S ribosomal RNA, complete sequence 31130 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
74888  Bacteria_16S 3423785 3423684 7 108 gi| 219846629 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequen 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alte 
Pseudoalteromonas. 

74888 Bacteria_16S 3426746 3426645 7 108 gi|219846627 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromon 
Pseudoalteromonas. 

74888  Bacteria_16S 3523342 35232417 108 gi|219846561 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 35234 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
74888  Bacteria_16S 3557149 3557048 7 108 gi| 219846538 
strain 106 16S ribosomal RNA, partial sequence 3555718 35572 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
74888  Bacteria_16S 3856189 3856088 7 108 gi| 219846325 
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Proteobacteria; B 


Bacteria_16S 
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cteria; Proteobacteria; Betaproteobact 
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S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3771385 3771278 1 108 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3854672 3854565 1 108 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
4082210 4082103 1 108 
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etaproteobacteria; Burkholderiales; 
157717 157616 7 108 
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gi 


Te 
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eria; Rhod 
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rkholderia 
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ptothrix. 
219846165 


4080799 40822 


pidimonas. 
265678958 


156293 15781 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1425163 1425062 7 108 gi|224581442 
bosomal RNA, partial sequence 1423741 14252 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1439106 1439005 7 108 gi| 224581429 
osomal RNA, partial sequence 1437684 14391 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1466343 1466242 7 108 gi| 224581409 
ibosomal RNA, partial sequence 1464924 14664 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1469353 1469252 7 108 gi| 224581407 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


1467942 14694 


ref|NR_026477.1 
3054533 305602 
ocyclales; Rhodo 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Methylocaldum gracile 
gracile Bacteria; 


ref |NR_026063.1 
35 Methylocaldum 
aceae; Methylocaldum. 
ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
ceae; Ralstonia 
ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 


ref|NR_029266.1| Azoarcus evansii 
8 Azoarcus evansii Bacteria; 
; Azoarcus. 
ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 
; Thauera. 
ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 
; Thauera. 
ref|NR_027190.1| Azoarcus buckelii 
33 Azoarcus buckelii Bacteria; 
; Azoarcus. 
ref|NR_027188.1| Zoogloea resiniphila 
14 Zoogloea resiniphila Bacteria; 
; Zoogloea. 
ref|NR_025284.1| Thauera terpenica 
42 Thauera terpenica Bacteria; 
; Thauera. 
ref|NR_025283.1| Thauera linaloolentis 
74 Thauera linaloolentis Bacteria; 
; Thauera. 
ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 
; Thauera. 
ref|NR_024970.1| Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 
; Azoarcus. 
ref|NR_024853.1| Azonexus fungiphilus 
96 Azonexus fungiphilus Bacteria; 
; Azonexus. 
ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 
; Thauera. 
ref|NR_026473.1| Thauera 
3060645 3062135 Thauera 
docyclales; Rhodocyclaceae; Thauera. 
ref|NR_026438.1| Azoarcus anaerobius 
39 3114569 Azoarcus anaerobius Bacteria; 
; Azoarcus. 
ref|NR_026221.1| Pseudoalteromonas 
ce 3422380 3423810 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 
ref|NR_026219.1| Pseudoalteromonas 
3425334 3426769 Pseudoalteromonas 
adales; Pseudoalteromonadaceae; 
ref|NR_026153.1| Thauera aromatica 
32 Thauera aromatica Bacteria; 
; Thauera. 
ref|NR_026130.1| Zoogloea ramigera 
47 Zoogloea ramigera Bacteria; 
+ Zoogloea. 
ref|NR_025915.1| Azoarcus tolulyticus 


3854781 3856237 Azoarcus tolulyticus Bacteria; 
Rhodocyclaceae; Azoarcus. 
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ref|NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 


74888 


multivorans strai 
multivorans Bacte 
Burkholderia; 


74888 


equigenitalis str 
equigenitalis Bac 


74888 


strain C4D1M 16S 


74888 


phenazinium strai 
Bacteria; 


74888 


strain P 1-22-1 1 


Bacteria_16S 


Bacteria_16S 


21036 20941 13 
206678 206571 1 


Proteobacteria; 


108 gi 


n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


108 gi 


ain N480/82 16S ribosomal RNA, partial 


teria; Betaproteobacteria; 


265679050 
sequence 
Burkhol 


265678926 
sequence 


ref |NR_029358.1 
19628 21106 
deriales; 


ref|NR_029234.1 
205252 206750 


Burkholderia 
Burkholderia 


Burkholderiaceae; 


Taylorella 
Taylorella 


Burkholderiales; Alcaligenaceae; Taylorella. 


Bacteria_16S 235615 235520 13 108 gi| 265678905 |ref|NR_029213.1| Burkholderia graminis 
ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
Bacteria_16S 237251 237156 13 108 gi|265678904|ref|NR_029212.1| Burkholderia 
n A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
Bacteria_16S 238833 238738 13 108 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
6S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
Bacteria_16S 240380 240285 13 108 gi|265678902|ref|NR_029210.1| Burkholderia 
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ria; Proteobacteria; Betaproteobacteria; 
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895195 895088 1 108 gi 


896730 896623 1 108 gi 


904493 904386 1 108 gi 


n AU3313 16S ribosomal RNA, partial sequence 


265678497 
sequence 


265678449 
16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Burkholderia 
265678448 
16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Burkholderia 
265678447 
16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Burkholderia 
265678442 


Burkhol 


Burkhol 


90307 
Leg 


756798 758254 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028800.1| Cupriavidus 

822620 824161 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 
ceae; Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 
ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 
ceae; Pandoraea. 
ref|NR_028744.1| Legionella gresilensis 
2 904507 Legionella gresilensis 
ionellaceae; Legionella. 
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13501 16S ribosomal RNA, 
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Bacteria_16S 
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bosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


1193887 1193780 1 
complete sequence 


1339067 1338960 1 


108 gi 


108 gi 


1192457 1193978 Borde 


108 gi 
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265678413 


228715722 


ref|NR_028715.1 


228721484 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


ae; Acidovorax. 

ref|NR_027537.1| Bordetella hinzii LMG 
tella hinzii LMG 13501 Bacteria; 

ae; Bordetella. 

ref|NR_027607.1| Cupriavidus 


metallidurans strain CH34 16S ribosomal RNA, partial sequence 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Cupriavidus. 


1337638 1339130 Cupriavidus 


74888  Bacteria_16S 1360323 1360228 13 108 gi|228720024|ref|NR_027587.1| Burkholderia 
thailandensis strain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; pseudomallei group. 

74888  Bacteria_16S 1387549 1387454 13 108 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 
strain STM815 16S ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

74888  Bacteria_16S 1389064 1388969 13 108 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

74888  Bacteria_16S 1534315 1534220 13 108 gi| 219857425 |ref|NR_025013.1| Burkholderia 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

74888  Bacteria_16S 1551052 1550945 1 108 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

74888 Bacteria_16S 1830755 1830648 1 108 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
74888  Bacteria_16S 1873432 1873325 1 108 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter parvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

74888  Bacteria_16S 1888879 1888772 1 108 gi|219878273|ref|NR_025412.1| Acinetobacter 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 1887472 1888937 Acinetobacter 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
74888 Bacteria_16S 1898138 1898031 1 108 gi|219878265|ref|NR_025404.1| Bordetella trematum 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

74888 Bacteria_16S 1899681 1899574 1 108 gi|219878264|ref|NR_025403.1| Brackiella oedipodis 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Brackiella oedipodis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 

74888 Bacteria_16S 1947929 1947822 1 108 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

74888  Bacteria_16S 2108147 2108040 1 108 gi|219878115|ref|NR_025254.1| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

74888  Bacteria_16S 2123367 21232601 108 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

74888 Bacteria_16S 2188454 2188347 1 108 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

74888  Bacteria_16S 2275236 2275129 1 108 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

74888  Bacteria_16S 2276770 2276663 1 108 gi|219857549|ref|NR_025137.1]| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

74888  Bacteria_16S 2308481 2308382 9 108 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

74888 Bacteria_16S 2353717 2353610 1 108 gi|219857492|ref|NR_025080.1| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
74888  Bacteria_16S 2385646 2385551 13 108 gi|219857470|ref|NR_025058.1| Burkholderia fungorum 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia fungorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

74888  Bacteria_16S 2411555 2411448 1 108 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

74888  Bacteria_16S 2437380 2437273 1 108 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

74888 Bacteria_16S 2502344 2502237 1 108 gi|219857381|ref|NR_024969.1| Legionella waltersii 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

74888  Bacteria_16S 2503850 2503743 1 108 gi|219857380|ref|NR_024968.1| Legionella 
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74888 #Bacteria_16S 471882 471775 1 108 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

74888 #Bacteria_16S 482608 482501 1 108 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

74888  Bacteria_16S 556075 555968 1 108 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

74888  Bacteria_16S 557617 557510 1 108 gi| 265678681 |ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

74888  Bacteria_16S 559161 559054 1 108 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

74888  Bacteria_16S 587797 587690 1 108 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

74888 #Bacteria_16S 640962 640855 1 108 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

74888 #Bacteria_16S 785851 785744 1 108 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

74888 #Bacteria_16S 810375 810276 7 106 gi| 265678506 |ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

74888  Bacteria_16S 961760 961653 1 108 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

74888 Bacteria_16S 1038217 1038110 1 108 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

74888  Bacteria_16S 1198549 1198442 1 108 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 

74888  Bacteria_16S 1415967 1415860 1 108 gi|224581448|ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

74888  Bacteria_16S 1446806 1446699 1 108 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

74888  Bacteria_16S 1473811 1473716 13 108 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

74888  Bacteria_16S 1481569 1481462 1 108 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

74888  Bacteria_16S 1552520 1552413 1 108 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

74888  Bacteria_16S 1641944 1641837 1 108 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

74888 #Bacteria_16S 1643506 1643399 1 108 gi| 219878448 |ref|NR_025587.1| Pseudomonas meridiana 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

74888  Bacteria_16S 1695386 1695279 1 108 gi|219878411|ref|NR_025550.1| Pseudomonas cannabina 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 1695461 Pseudomonas cannabina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

74888 #Bacteria_16S 1696930 1696823 1 108 gi|219878410|ref|NR_025549.1| Pseudomonas tremae 
strain TOl 16S ribosomal RNA, partial sequence 1695512 1697005 Pseudomonas tremae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
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74888 Bacteria_16S 2867219 2867112 1 108 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 
74888  Bacteria_16S 2920947 2920840 1 108 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
74888  Bacteria_16S 2934439 2934332 1 108 gi|219856834|ref|NR_024653.1| Marinobacterium 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 


74888  Bacteria_16S 2975354 2975247 1 108 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

74888  Bacteria_16S 3054414 3054307 1 108 gi|219846886|ref|NR_026478.1| Formivibrio citricus 


strain CreCitl 16S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 
74888  Bacteria_16S 3173472 3173365 1 108 gi|219846806|ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 
74888  Bacteria_16S 3178067 3177960 1 108 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

74888 Bacteria_16S 3300807 3300700 1 108 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 
74888  Bacteria_16S 3383101 3382994 1 108 gi|219846661|ref|NR_026253.1| Methylophaga 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 3383157 Methylophaga 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 
74888  Bacteria_16S 3384639 3384532 1 108 gi|219846660|ref|NR_026252.1| Methylophaga marina 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methylophaga marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

74888  Bacteria_16S 3420817 3420722 13 108 gi|219846631|ref|NR_026223.1| Pseudoalteromonas 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
74888 #Bacteria_16S 3444253 3444146 1 108 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
74888  Bacteria_16S 3693833 3693726 1 108 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 

74888  Bacteria_16S 3795507 3795400 1 108 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
74888 Bacteria_16S 3798551 3798444 1 108 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

74888  Bacteria_16S 3891545 3891438 1 108 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 
74888  Bacteria_16S 3906826 3906719 1 108 gi| 219846291 |ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
74888  Bacteria_16S 4085273 4085166 1 108 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
74888 Bacteria_16S 4195075 4194968 1 108 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
74888  Bacteria_16S 4196555 4196448 1 108 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 


rs 


74888 Bacteria_16S 30190 30112 30 108 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

74888 #Bacteria_16S 63492 63414 30 108 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 


strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
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ref|NR_025204.1 


ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 
ref|NR_025093.1 


aceae; Paracoccu 


gi 


Clostridium 
idium saccharolyticum 


Mesorhizobium 
8 Mesorhizobium 


bacteriaceae; 


Rhodovarius 
8 Rhodovarius 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Maricaulis. 


Mesorhizobium 
izobium chacoense 


Mesorhizobium. 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 


ref |NR_025082.1 


Hyphomicrobium 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Hyphomicrobiaceae; 


Hy 


phomicrobium. 


74888 


Firmicutes; 


74888 


Bacteria_16S 


Bacteria_16S 


2419316 2419238 30 


Leuconostoc. 
2420871 2420793 30 


108 
strain DSM5578 16S ribosomal RNA, partial sequence 
Lactobacillales; 


108 


strain IH25 16S ribosomal RNA, partial sequence 


Firmicutes; 


74888 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


Bacteria_16S 


Gluconacetobacter. 


74888 


strain ACCC 19665 
Bacteria; 


74888 


strain hl 16S rib 


Bacteria_16S 


Bacteria_16S 


Lactobacillales; 


Leuconostoc. 
2509909 2509831 30 


2624085 2624007 30 


2631763 2631685 30 


108 


108 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


108 


osomal RNA, partial sequence 


gi|219857447|ref 


NR_025035.1 


Leuconostoc gelidum 


2417916 2419420 Leuconostoc gelidum Bacteria; 


gi| 219857446 |ref 


NR_025034.1 


Leuconostoc kimchii 


2419471 2420975 Leuconostoc kimchii Bacteria; 


gi| 219857371 |ref 


gi| 219857249 |ref 


gi|219857238|ref 


2630432 2631792 Methylarcula 


2508571 25100 


2622731 2624203 Mesor 
Phyllobacteriaceae; 


NR_024959.1 


NR_024879.1 


NR_024866.1 


Gluconacetobacter 


17 Gluconacetobacter 
Acetobacteraceae; 


Mesorhizobium amorphae 


hizobium amorphae 
Mesorhizobium. 


Methylarcula terricola 


terricola Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 


74888 


kitasatonis strai 
kitasatonis Bacte 


74888 


strain AAO8 16S r 


74888 


strain Yo-3 16S r 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ria; 


2705536 2705458 30 
Firmicutes; 
2710053 2709975 30 


2762416 2762338 30 


2810657 2810579 30 


S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


74888 


strain 71 16S rib 


74888 


strain IFO 13613 


74888 


caldus strain KU 


74888 


europaeus strain 
Bacteria; 


74888 


immobile strain E 
Bacteria; 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridi 
Clostridiales; 


Clostridia; 


2825703 2825625 30 


2929883 2929805 30 


2998171 2998093 30 


3004356 3004278 30 


3026855 3026777 30 


3033020 3032942 30 


108 


n JCM 1039 16S ribosomal RNA, partial 
Lactobacillales; 


108 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


108 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


108 


2809318 2810728 Asaia 
ia; Rhodospirillales; Acetobacteraceae; 


108 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


108 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; T 


108 


16S ribosomal RNA, partial sequence 2996783 29982 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; 


108 


DES11 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


108 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulo 


108 


219857185 
sequence 
Lactobacillaceae; 

gi|219857182|ref 


gi ref 


2704122 27056 
Lactobacillus. 


NR_024813.1 


NR_024810.1 


Lactobacillus 


27 Lactobacillus 


Asaia krungthepensis 


2708714 2710124 Asaia krungthepensis Bacteria; 


gi|219857145|ref 


Acetobacteraceae; 


Asaia. 
NR_024773.1 


Kozakia baliensis 


2761077 2762491 Kozakia baliensis Bacteria; 


gi|219857110|ref 


Asaia. 


gi|219856907|ref 


Acetobacteraceae; 


Kozakia. 
NR_024738.1 


siamensis Bacteria; 


NR_024728.1 


Asaia siamensis strain 
Proteobacteria; 


Asaia bogorensis 


2824364 2825774 Asaia bogorensis Bacteria; 


Acetobacterace 


gi| 219856837 |ref 


gi| 219846925 |ref 


Acidithioba 
gi|219846921|ref 
Acet 


gi|219846906|ref 


gi| 219846901 |ref 


56 Terasakiella 


3025510 3026975 Phenyl 


Clostridiaceae; Clostridium. 


74888 


Bacteria_16S 


3119038 3118960 30 


108 


gi| 219846843 |ref 


intermedius strain TF2 16S ribosomal RNA, 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acet 
74888 Bacteria_16S 3132435 3132357 30 108 gi|219846834|ref 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3 


plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobac 
Mesorhizobium. 

74888 Bacteria_16S 3158347 3158269 30 108 gi|219846817|ref|NR_026409.1 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 315844 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 
74888  Bacteria_16S 3419245 3419167 30 108 gi| 219846632 |ref|NR_026224.1 


frateurii strain 


Gluconobacter. 
74888 
strain DSM 6836 1 
Firmicutes; 
74888 


Bacteria_16S 


3447278 3447204 34 108 gi 


Clostridiales; Clostridiaceae; Cl 


3554012 3553934 30 108 gi 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequ 


hansenii Bacteria; 
Gluconacetobacter. 
Bacteria_16S 


74888 
liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 
74888 


Bacteria_16S 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 


3555543 3555465 30 108 gi 
in IFO 12388 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteri 


complete sequen 


IFO 3264 16S ribosomal RNA, partial sequ 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; 


219846612 
6S ribosomal RNA, partial sequence 3445905 34473 
Clostridia; 
Bacteria_16S 219846541 
Proteobacteria; Alphaproteobacteria; R 


219846540 


ence 
Rhodospirill 


ref 


ostridium. 

ref 
ence 
hodospirilla 


sequence 
a; 


3570670 3570592 30 108 


gi 


219846529 


131100 313253 


3417892 341936 


3552654 355413 


Rhodospirillales; 


ae; Asaia. 
NR_024656.1 


erasakiella. 
NR_026517.1 


cillaceae; 
NR_026513.1 


NR_026498.1 
bacteraceae; 
NR_026493.1 
NR_026435.1 


obacteraceae 
NR_026426.1 


ales; Acetob 


NR_026204.1 


NR_026133.1 


les; Acetoba 


ref 


um indolis Bacteria; 


Terasakiella pusilla 


pusilla Bacteria; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Gluconacetobacter 


3002997 3004478 Gluconacetobacter europaeus 
obacteraceae; 


Gluconacetobacter. 
Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Clostridium indolis 
Firmicutes; 


Gluconacetobacter 


ce 3117680 3119160 Gluconacetobacter intermedius 


; Gluconacetobacter. 
Mesorhizobium 

6 Mesorhizobium 
teriaceae; 


Desulfotomaculum 
6 Desulfotomaculum 


Gluconobacter 
7 Gluconobacter 


acteraceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


NR_026121.1 


Acetobacter aceti 


3569313 3570792 Acetobacter aceti 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 


74888 


strain DSM 3503 1 


74888 


aggregatus strain 
aggregatus Bacter 


74888 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


74888 


celerecrescens st 
celerecrescens Ba 


74888 


strain USDA 1844 


74888 


strain CNS 2-75 1 


74888 


strain UPM-Ca7 16 


74888 


F275 16S ribosoma 
Lactobacillales; 


74888 


strain NZP 2213 1 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


74888 


strain IAM 13153 


74888 


strain F 16S ribo 
Clostridia; 


74888 


pentosovorans str 
pentosovorans Bac 


74888 


aurantiaca strain 
Bacteria; 


74888 


strain 4N13 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


6S ribosomal RNA, 


16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


ibosomal RNA, partial 


3575216 3575138 30 


3579696 3579618 30 


IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3592027 3591949 30 


in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


3599705 3599627 30 


rain DSM 5628 16S ribosomal RNA, parti 
Clostridia; 


Firmicutes; 
3646577 3646499 30 


3684656 3684578 30 


3801488 3801410 30 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


3862190 3862112 30 


1 RNA, partial sequence 
Lactobacillaceae; 


Lactobacil 
3968196 3968118 30 


3976919 3976841 30 
complete 


84494 84389 1 


somal RNA, partial sequence 83062 
Clostridiales; 


87521 87416 1 


ain Fae 16S ribosomal RNA, partial seq 
teria; 


Firmicutes; Clostridi 
192790 192689 7 


JB103 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Methyloc 


746794 746697 11 
sequen 


Proteobacteria; Gammaproteobacteria; Pseudomo 


74888 


strain 9A01 16S r 


Bacteria_16S 


ibosomal RNA, partial 


748169 748072 11 
sequen 


Proteobacteria; Gammaproteobacteria; Pseudomo 


74888 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


74888 


strain AB1110 16S 


74888 


strain B2 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


74888 


alkaliphilum strain 24 16S ribosomal 


Bacteria; Proteobacteria; 


74888 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


74888 


strain OK-1 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


in 7N16 16S ribosomal 
eria; 


ibosomal RNA, partial 


750919 750822 11 
RNA, p 


Proteobacteria; Gammap 


752294 752197 11 


ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; 


Pseudomo 
11 
sequence 
Pseudomo 
11 
RNA, par 
Gammaproteobacteria 
966377 966280 11 


753669 753572 


842372 842275 


is strain DV 16S ribosomal R 
is Bacteria; 


Proteobacteria; 


1010750 1010653 11 
sequen 


Proteobacteria; Gammaproteobacteria; Alteromo 


74888 


insulare strain K 
Bacteria; 


74888 


subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


1052039 1051942 11 


16S ribosomal RNA, partial 
Proteobacteria; 


Gammaproteobacteria 
1355927 1355830 11 


108 gi 


6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


108 gi 


108 gi 


108 gi 
Clostr 


108 gi 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


108 gi 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


Ruminococcaceae; Anaerofilum. 


219846526 


219846523 
sequence 
a; 

219846515 
sequence 


219846508 
al sequenc 


219846474 


219846448 


ence 191357 192822 Methyl 
occales; Methylococcaceae; 
108 gi| 265678549 |ref|NR_028853.1 
ce 745469 746793 Acinetobacter 
nadales; Moraxellaceae; Acinetobacte 
108 gi| 265678548 |ref|NR_028852.1 
ce 746844 748168 Acinetobacter 
nadales; Moraxellaceae; Acinetobacte 
108 gi|265678546|ref|NR_028850.1 
artial sequence 749594 750918 
roteobacteria; Pseudomonadales; Mora 
108 gi| 265678545 |ref|NR_028849.1 
ence 750969 752293 Acinetobacter 
nadales; Moraxellaceae; Acinetobacte 
108 gi|265678544|ref|NR_028848.1 
752344 753668 Acinetobacter 
nadales; Moraxellaceae; Acinetobacte 
108 gi| 265678485 |ref|NR_028788.1 
tial sequence 840981 842417 Marino 
; Oceanospirillales; Marinospirillum. 
108 gi| 265678401 |ref|NR_028703.1 
NA, partial sequence 964933 966480 
Gammaproteobacteria; Vibrionales; V 
108 gi|265678371|ref|NR_028673.1 
ce 1009316 10108 
nadales; Shewanellaceae; Shewanella. 
108 gi| 265678343 |ref|NR_028645.1 
sequence 1050631 1052062 Marino 
; Oceanospirillales; Marinospirillum 
108 gi|228720264|ref|NR_027590.1 


Acetobacteraceae; 


Rhizobiales; 


Rhodospirillales; 


idiales; Clostridiaceae; C 


llaceae; Ochrobactrum. 


ref|NR_026118.1 
38 Gluconobacter 


ref|NR_026115.1 
3578376 357978 


ref 


ref|NR_026100.1 
e 3598328 359982 


ref|NR_026066.1 


ref |NR_026039.1 
56 Ochrobactrum 


Bradyrhizobiaceae; 


Gluconobacter oxydans 
oxydans Bacteria; 


Gluconobacter. 


Blastobacter 
9 Blastobacter 
Blastobacter. 
Acetobacter 
8 Acetobacter 


Acetobacteraceae; 


Clostridium 
6 Clostridium 
lostridium. 

Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 
biaceae; Rhizobium/Agrobac 


terium group; Rhizobium. 
Ochrobactrum anthropi 


anthropi Bacteria; 


108 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
3800153 3801575 Mesorhizobium ciceri Bacteria; 
obacteriaceae; Mesorhizobium. 
108 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
lus. 
108 gi|219846247|ref|NR_025837.1| Mesorhizobium loti 
complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
obacteriaceae; Mesorhizobium. 
108 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
sequence 3975607 3977021 Mycoplana bullata Bacteria; 
llaceae; Mycoplana. 
106 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
84529 Anaerofilum agile Bacteria; Firmicutes; 
106 gi|265679005|ref|NR_029313.1| Anaerofilum 
uence 86091 87556 Anaerofilum 
a; Clostridiales; Ruminococcaceae; Anaerofilum. 
108 gi|265678935|ref|NR_029243.1| Methylomonas 


omonas aurantiaca 
Methylomonas. 
Acinetobacter tandoii 
tandoii Bacteria; 

am 

Acinetobacter gerneri 
gerneri Bacteria; 

say 

Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 

is 

Acinetobacter baylyi 
baylyi Bacteria; 

Ks 

Marinospirillum 
spirillum alkaliphilum 


Salinivibrio costicola 
Salinivibrio costicola 


ibrionaceae; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Marinospirillum 
spirillum insulare 


135446 


Salinivibrio costicola 
9 1355953 Salinivibrio 


costicola subsp. costicola Bacteria; Proteobacteria; 


Salinivibrio. 
74888 
strain 8025 16S r 
Proteobacteria; G 
74888 
subsp. 
subsp. 
74888 
strain 75-80 16S 
Proteobacteria; G 
74888 
strain ME102 16S 
Proteobacteria; G 
74888 
strain DSM 176 16 
Proteobacteria; G 
74888 
thivervalensis st 


smithia st 
smithia Ba 


thivervalensis Bacteria; 


Pseudomonas. 
74888 
succinogenes stra 


Actinobacillus. 
74888 
strain B3-1 16S r 


74888 
minutulum strain 


74888 
multivorum strain 


Acidiphilium. 
74888 


pedioforme strain 


74888 
marinum DSM 5261 


74888 


strain : CIP 7430 


74888 


74888 


Bacteria_16S 


cteria; 
Bacteria_16S 


S ribosomal RNA, 
ammaproteobacteria; Ch 
Bacteria_16S 


Bacteria_16S 
in 130Z 16S ribosomal 
succinogenes Bacteria; 


Bacteria_16S 
ibosomal RNA, partial 

Proteobacteria; Gammaproteobacteria; Th 
Bacteria_16S 
ATCC 19193 16S ribosomal RNA, partial sequence 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 
AIU 301 16S ribosomal RNA, 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


Bacteria_16S 
DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromat 
Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


74888 


strain OP 16S rib 


74888 


strain Lhet2 16S 


74888 


strain KLB 16S ri 


74888 


strain 848 16S ri 


74888 


strain SW-117 16S 


74888 


strain KMM 3823 1 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


osomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; Rh 


ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; Rh 


bosomal RNA, partial s 
Proteobacteria; Alphaproteobacteria; Rh 


bosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; Ae 


ribosomal RNA, partia 
Proteobacteria; Gammaproteobacteria; Al 


1513069 1512972 11 


1571910 1571813 11 


1660301 1660204 11 


1862696 1862595 7 


2025637 2025540 11 


2522087 2521990 11 


2639411 2639314 11 


Proteobacteria; 


2783560 2783463 11 


2928426 2928329 11 


2937397 2937320 31 


3150578 3150484 14 


3389141 3389044 11 


3613365 3613268 11 


3806096 3805989 1 


Proteobacteria; 
3807610 3807503 1 


Proteobacteria; 


3942862 3942785 31 


3947243 3947166 31 


3948708 3948631 31 


4009488 4009391 11 


4030720 4030623 11 


4179794 4179697 11 


102828 102756 36 


Proteobacteria; 


108 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pasteurellac 
Bacteria_16S 
rain AS20/1/1 16S ribosomal RNA, partial 
Proteobacteria; 


108 


Gammaproteobacteria; Aer 


108 


ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 
Bacteria_16S 


108 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; Oleiphila 
Bacteria_16S 


108 


complete sequence 2024259 20257 
romatiales; 


108 


rain SBK26 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


108 


RNA, partial sequence 
Gammaproteobacteria; 


108 


sequence 
iotrichales; 


108 


108 


108 


108 


16S ribosomal RNA, partial sequence 3387742 33891 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
Bacteria_16S 


108 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Bacteria_16S 
parapertussis strain 522 16S ribosomal RNA, partial sequence 
parapertussis Bacteria; 


108 


Betaproteobacteria; 


108 


rain Dog 71 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


108 


quence 
odospirillales; Acetobacteraceae; Acidiphilium. 


108 
sequence 


108 


equence 


108 


equence 
romonadales; 


108 


1 sequence 
teromonadales; Shewanellaceae; 


108 


6S ribosomal RNA, partial sequence 4178357 41798 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


108 


complete sequence 


gi|219878127 
1511717 15130 


gi|219878156 
sequenc 


gi|219878435 
1658880 16603 


gi|219878293 
1861284 18627 


gi|219878179 


Chromatiaceae; 
gi| 219857363 


Pse 
gi|219857232 
Paste 
gi|219857128 
2782197 27836 
Thiotrichacea 


gi| 219856838 


Oceanosp 
gi| 219856832 


Rhodosp 


gi| 219846822 


gi| 219846653 


gi|219846497 


36119 


gi| 219846359 


gi| 219846358 


gi|219846264 


3941522 39429 


gi|219846261 
3945905 39473 


gi| 219846260 


3947368 3948780 Acidiphilium 
odospirillales; Acetobacteraceae; Acidiphilium. 


gi| 219846217 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


ref|NR_025266.1| Histophilus somni 
77 Histophilus somni Bacteria; 

eae; Histophilus. 
ref|NR_025295.1| Aeromonas salmonicida 
e 1570477 1571981 Aeromonas salmonicida 
omonadales; Aeromonadaceae; Aeromonas. 
ref|NR_025574.1| Grimontia hollisae 

83 Grimontia hollisae Bacteria; 


ref|NR_025432.1| Oleiphilus messinensis 
20 Oleiphilus messinensis Bacteria; 
ceae; Oleiphilus. 
ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_024951.1] Pseudomonas 
2520665 2522094 Pseudomonas 
udomonadales; Pseudomonadaceae; 


Isochromatium buderi 
buderi Bacteria; 


ref|NR_024860.1| Actinobacillus 
2637974 2639461 Actinobacillus 
urellales; Pasteurellaceae; 


ref|NR_024756.1| Thiothrix disciformis 
12 Thiothrix disciformis Bacteria; 
e; Thiothrix. 
ref|NR_024657.1| Marinospirillum 
2927022 2928477 Marinospirillum 
irillales; Marinospirillum. 
ref|NR_024651.1| Acidiphilium 
2936039 2937489 Acidiphilium 
irillales; Acetobacteraceae; 


ref|NR_026414.1| Thiolamprovum 
3149167 3150625 Thiolamprovum 
iales; Chromatiaceae; Thiolamprovum. 
ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 
ref|NR_026089.1| Aeromonas bestiarum 
33 3613434 Aeromonas bestiarum Bacteria; 
Aeromonas. 
ref|NR_025950.1] Bordetella 
3804660 3806123 Bordetella 


Burkholderiales; Alcaligenaceae; Bordetella. 


ref|NR_025949.1]| Bordetella 
3806174 3807637 Bordetella 


Burkholderiales; Alcaligenaceae; Bordetella. 


ref|NR_025854.1| Acidiphilium rubrum 
34 Acidiphilium rubrum Bacteria; 


ref|NR_025851.1 
17 Acidiphilium 


Acidiphilium cryptum 
cryptum Bacteria; 


odospirillales; Acetobacteraceae; Acidiphilium. 


ref|NR_025850.1| Acidiphilium angustum 


angustum Bacteria; 
ref 


NR_025807.1| Aeromonas molluscorum 


4008054 4009559 Aeromonas molluscorum Bacteria; 


Aeromonadaceae; 


gi| 219846203 


Aeromonas. 


ref|NR_025793.1| Shewanella marisflavi 


4029306 4030805 Shewanella marisflavi Bacteria; 


gi|219846094 


gi| 265678995 


Shewanella. 


ref|NR_025684.1| Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Shewanella. 
NR_029303.1 


ref Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 


74888 


denitrificans Bac 
Thioalkalivibrio. 
74888 
strain T7 16S rib 
Firmicutes; Bacil 
74888 
danicus strain DB 
Bacteria; Firmicu 
74888 
ryukyuensis strai 
ryukyuensis Bacte 
74888 
hydrothermalis st 
hydrothermalis Ba 
74888 
colihominis DSM 1 
17241 Bacteria; F 
74888 
strain LMG 20598 
Proteobacteria; 

74888 
strain 2DT 16S ri 
Firmicutes; Bacil 
74888 
strain LMG 12370 

Firmicutes; Bacil 
74888 
kellyi strain BII 
Bacteria; Proteob 
74888 
strain DSM 3670 1 


B 


Bacteria_16S 
denitrificans str 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


n 015-7 16S ribosomal RNA, partial seq 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1035151 1035079 36 108 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1056455 1056383 36 108 gi 


Bacillace 
108 gi 


Firmicutes; Bacillales; 
1061042 1060946 13 


ria; 


cteria; Deinococcus-Thermus; Deinococc 
1184825 1184749 30 106 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
1284199 1284103 13 108 gi 


etaproteobacteria; Burkholderiales; Bu 
1297787 1297715 36 108 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2039200 2039128 36 108 gi 
lales; Bacillaceae; Virgibacillus. 
2425482 24253741 108 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
3001268 3001196 36 108 gi 


rain Tl 16S ribosomal RNA, partial seq 


1007814 10092 


265678355 
10337 
urinibacil 
265678340 
uence 
ae; Parali 
265678337 
uence 
i; Thermal 
228717037 
ce 11834 
Ruminococc 
219846066 


16S ribosomal RNA, partial sequence 1282800 12842 
holderia 


rk 
219857534 


1296399 12978 


16S ribosomal RNA, partial sequence 2037802 20393 


6S ribosomal RNA, partial sequence 2999867 30013 


ref|NR_028657.1 
71 1035187 Aneur 
lus group; Aneu 
ref|NR_028642.1 
1055053 10565 
obacillus. 
ref |NR_028639.1 
1059624 10611 
es; Thermaceae; 
ref|NR_027558.1 
85 1184849 Anaer 
aceae; Anaerotr 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholde 
ref|NR_025122.1 


i 
r 


5 


1 


oO 
u 


902972 902876 13 108 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
ain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
teria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 

1009214 1009142 34 106 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Paraliobacillus 
2 Paraliobacillus 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Anaerotruncus 
truncus colihominis DSM 
ncus. 
Burkholderia hospita 


hospita Bacteria; 
xr 


ia. 
Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


219878169 |ref|NR_025308.1]| Virgibacillus proomii 
07 Virgibacillus proomii Bacteria; 
219857442|ref|NR_025030.1| Halothiobacillus 
2424042 2425535 Halothiobacillus kellyi 
ales; Halothiobacillaceae; Halothiobacillus. 
219846923|ref|NR_026515.1| Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

74888  Bacteria_16S 3408836 3408729 1 108 gi|219846640|ref|NR_026232.1| Syntrophobacter 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

74888 #Bacteria_16S 3832091 3832015 30 106 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

74888  Bacteria_16S 57475 57380 13 108 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

74888  Bacteria_16S 82918 82811 1 108 gi|265679009|ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

74888  Bacteria_16S 128809 128702 1 108 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

74888  Bacteria_16S 249705 249598 1 108 gi|265678896|ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 

74888  Bacteria_16S 308628 308521 1 108 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

74888  Bacteria_16S 367559 367464 13 108 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

74888  Bacteria_16S 499607 499500 1 108 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

74888  Bacteria_16S 501159 501052 1 108 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

74888  Bacteria_16S 548371 548264 1 108 gi|265678687|ref|NR_028992.1| Pseudoalteromonas 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


74888 
strain S-606 16S 


74888 
nivimaris strain 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
Bacteria_16S 
proteolyticus strain 116 16S ribosomal RNA, partial seq 
proteolyticus Bacteria; Proteobacteria; Gammaproteobact 


74888 


Psychrobacter. 
74888 
indolicum strain 
Bacteria; 
74888 
cetonica strain 4 
Bacteria; 
74888 
halophila strain 
Bacteria; 
74888 


Proteobacteria; 
74888 
strain Pull 5.3 1 
Proteobacteria; 
74888 
strain IMT37 16S 
Proteobacteria; 

74888 


Desulforegula. 
74888 
strain PSv29 16S 
Proteobacteria; 
74888 
elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 
74888 
strain IMI 359870 
Proteobacteria; B 
74888 
strain 2 16S ribo 
Proteobacteria; B 
74888 
pseudoflava strai 
Bacteria; Proteob 
74888 
taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 
74888 
strain Kx146A4 16 
Firmicutes; Lacto 
74888 
thermotolerans st 
thermotolerans Ba 
Pseudomonas. 
74888 
strain JT7304 16S 
Proteobacteria; G 
74888 
paucivorans strai 
Bacteria; Firmicu 
74888 
ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


Bacteria_16S 


Bacteria_16S 


Proteob 
Bacteria_16S 


Proteob 
Bacteria_16S 


Proteob 
Bacteria_16S 
strain Al 16S rib 
B 
Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 
conservatrix stra 
conservatrix Bact 


Bacteria_16S 


D 
Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hydro 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


575810 575715 13 108 
ribosomal RNA, partial sequence 


gi 


613556 613461 13 108 gi 
88/2-7 16S ribosomal RNA, partial sequ 
656038 655943 13 


108 gi 


686216 686121 13 108 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
687781 687686 13 108 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
734716 734621 13 108 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
759734 759627 1 108 gi 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
791967 791872 13 108 gi 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
822476 822369 1 108 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
854268 854173 13 108 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


926240 926145 13 108 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
938512 938405 1 108 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


gi 


943150 943043 1 108 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
944713 944606 1 108 gi 


etaproteobacteria; Burkholderiales; Co: 
946276 946169 1 108 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
947840 947733 1 108 gi 
rain 2Kl 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Betaproteobact 


1124381 1124306 33 108 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1145543 1145436 1 108 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


gi 


1153048 1152953 13 108 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1237776 1237697 29 108 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1270963 1270868 13 108 gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


gi 


574450 57581 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
Bacteria_16S 


Desulfob 


758305 75981 


complete sequence 790537 79204 


821061 82256 


924822 92631 


1122944 11244 


1151622 11530 


265678669 


oraxellace 
265678643 
ence 61213 
nadales; M 
265678613 
uence 
eria; Pseu 
265678592 
ce 68477 
acterales; 
265678591 

68634 
acterales; 
265678559 
ce 73331 
ales; Chro 
265678540 


eriaceae; 
265678518 


sychromona 
265678498 


seudomonad 
265678477 
quence 

ria; Desul 


265678428 


Desulfoba 
265678420 
uence 
Alteromo 


, 


265678417 
94171 

mamonadace 

265678416 


mamonadace 
265678415 
nce 94484 
riales; Co 
265678414 
quence 
eria; Burk 
224581425 


illus. 

253680760 
quence 
teria; Pse 
253680755 


sychromona 
219878251 
ence 12363 
spiraceae; 
219846400 
sequence 

ia; Desulf 


74888 
2077 16S ribosoma 


Bacteria_16S 


1272421 1272326 13 
1 RNA partial sequence 


108 gi 


ref|NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref|NR_028918.1 

654656 656081 
domonadales; Mor 


ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028844.1 


Alysiella. 
ref|NR_028821.1 
3 Psychromonas 
daceae; Psychrom 
ref|NR_028801.1 


aceae; Pseudomon 
ref|NR_028780.1 

852834 854357 
fobacterales; De 
ref|NR_028730.1 
cteraceae; Desul 
ref|NR_028722.1 


937095 938588 
nadales; Pseudoa 


ref |NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy 
ref|NR_028716.1 
946409 947922 
holderiales; Com 


ref |NR_027206.1 
63 Lactobacillus 
ref|NR_028008.1 
144133 114556 
udomonadales; Ps 


rR 


ref |NR_028003.1 
67 Psychromonas 
daceae; Psychrom 
ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


219846399 


Psychrobacter pulmonis 
pulmonis Bacteria; 
es 
Psychrobacter 
obacter nivimaris 
ychrobacter. 
Psychrobacter 
Psychrobacter 
axellaceae; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Thiohalocapsa 
locapsa halophila 
alocapsa. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Psychromonas arctica 


arctica Bacteria; 


onas. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Desulforegula 
Desulforegula 

sulfobacteraceae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Pseudoalteromonas 
Pseudoalteromonas 

1lteromonadaceae; 


Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Lactobacillus antri 
antri Bacteria; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Psychromonas kaikoae 


kaikoae Bacteria; 


onas. 

Parasporobacterium 
orobacterium paucivorans 
ium. 

Desulfonema 

5 Desulfonema 
ulfobacteraceae; 


ref|NR_025990.1 


Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 


Desulfonema magnum DSM 


1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 


74888 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


74888 


strain 08145 16S 
Proteobacteria; 


74888 


maritimus strain 
Bacteria; 


74888 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


74888 


strain KMM 231 16 
Proteobacteria; 


74888 


strain KMM 227 16 
Proteobacteria; 


74888 


strain CMS 35 16S 
Proteobacteria; 


74888 


strain NF11 16S r 
Proteobacteria; 


74888 


strain NF23 16S r 
Proteobacteria; 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


icus Bacteria; 


1293331 1293224 1 


1382991 1382896 13 


1423634 1423539 13 


1470890 1470795 13 
Proteobacteria; 


1546560 1546465 13 


1548075 1547980 13 


1645067 1644960 1 


1722916 1722821 13 


1724457 1724362 13 


1757999 1757904 13 


108 
icus strain VT8 16S ribosomal RNA, par 
Proteobacteria; 


108 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
108 
Pi2-20 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
108 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; 


108 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


108 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


108 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


108 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Mor 


108 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


108 


strain 2825 16S ribosomal RNA, partial sequence 


gi|228716433 


gi|228717104 


gi| 224581443 


gi|224581406 


gi|219857261 


gi|219857260 
1546665 15481 


gi|219878447 
1643643 16451 


gi| 219878393 
1721510 17230 


gi|219878392 
1723051 17245 


gi|219878367 
1756574 17580 


tial sequence 
Gammaproteobacteria; 


1381574 13830 
Idiomarinaceae; 


ence 14222 
Moraxellaceae; 


1 sequence 


Gammaproteobacteria; Pseudomonadales; 


1545151 15466 
Idiomarinaceae; 


axellaceae; 


ref|NR_027551.1 


ref|NR_027560.1 
49 Idiomarina ba 


ref |NR_027225.1 


ref|NR_027187.1 
1469465 14709 


ref|NR_024892.1 


ref|NR_024891.1 


Idiomarina. 


ref|NR_025586.1 


ref |NR_025532.1 
00 Psychrobacter 


ref|NR_025531.1 
41 Psychrobacter 


ref|NR_025506.1 


129190 
Alteromonadales; 


Idiomarina. 


9 
Moraxellaceae; 


Marinobacter 
4 1293412 Marinobacter 
Alteromonadaceae; 


Idiomarina baltica 
ltica 0S145 Bacteria; 


Psychrobacter 


15 1423690 Psychrobacter maritimus 
Psychrobacter. 


Psychrobacter 
0 Psychrobacter 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 
Idiomarina. 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 
Idiomarinaceae; 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
Pseudomonas. 


Psychrobacter luti 


luti Bacteria; 


Psychrobacter. 


Psychrobacter fozii 


fozii Bacteria; 


Psychrobacter. 


Psychromonas profunda 


Proteobacteria; 


Gammaproteobacteria; Alteromonadales; Psy 


chromonadaceae; 


69 Psychromonas profunda Bacteria; 


Psychromonas. 


74888 


marincola strain 
marincola Bacteri 


74888 


submarinus strain 
submarinus Bacter 


74888 


strain LUH 3792Ty 
Bacteria; 


74888 


strain TMW 1.666 
Bacteria; 


74888 


strain T9 16S rib 
Proteobacteria; 


74888 


strain YKJ-103 16 
Proteobacteria; 


74888 


hongkongensis str 
hongkongensis Bac 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 
74888 
strain L2-TR 16S 
Proteobacteria; 

74888 
lutaoensis strain 


Bacteria_16S 


Bacteria_16S 


1826303 1826208 13 


1827781 1827686 13 


1914240 1914145 13 


1944838 1944763 33 


2176315 2176220 13 


2230819 2230712 1 


Proteobacteria; 
2273681 22735741 


Proteobacteria; 


108 


KMM 277 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


108 


KMM 225 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


108 


pe 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


108 


complete sequence 


Lactobacillales; Lactobacillaceae; Lactobac 
2086932 2086825 1 108 gi| 219878132 
osomal RNA, partial sequence 2085504 20870 


Gammaproteobacteria; Oceanospirillales; 


108 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


108 


ain HKU1 16S ribosomal RNA, partial sequence 
teria; 


Betaprot 
108 


Gammapro 


2299374 2299279 13 108 gi| 219857531 
ribosomal RNA, partial sequence 2297982 22993 
Gammaproteobacteria; Alteromonadales; Idiomarinac 
2303845 2303738 1 108 gi| 219857528 


gi|219878319 


gi|219878318 


219878253 
19128 


gi 


219878232 
19433 


gi 


Alcanivor 
gi|219857616 
2174910 21764 
gi|219857579 
eobacteria; Neiss 

gi|219857551 
sequence 
teobacteria; Alte 


Pseudomonadales; 


Pseudomonadales; 


Moraxellaceae; 


ref|NR_025458.1 
1824887 18263 


ref|NR_025457.1 
1826365 18277 


ref |NR_025392.1 


ref|NR_025371.1 


illus. 
ref|NR_025271.1 


acaceae; 
ref|NR_025205.1 
03 Psychrobacter 
ae; 
ref|NR_025167.1 

2229404 223086 
eriales; 
ref|NR_025139.1 


1 
Moraxel 


9 
Moraxellaceae; 


Neisseriaceae; 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 
Psychrobacter. 
Acinetobacter ursingii 


72 1914310 Acinetobacter ursingii 
Acinetobacter. 


Lactobacillus frumenti 


98 1944958 Lactobacillus frumenti 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Psychrobacter jeotgali 
jeotgali Bacteria; 


Psychrobacter. 


Laribacter 
2 Laribacter 
Laribacter. 
Pseudoalteromonas 


Bacteria; 


T5054 16S ribosomal RNA, partial sequence 23024 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


A 


2272329 2273774 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_025119.1| Idiomarina loihiensis 
96 Idiomarina loihiensis Bacteria; 

eae; Idiomarina. 

ref|NR_025116.1| Marinobacter 


04 2303932 Marinobacter lutaoensis 
lteromonadaceae; Marinobacter. 


74888 


Bacteria_16S 


2316036 2315929 1 


108 


gi] 219857519 


ref|NR_025107.1 


Comamonas koreensis 


strain KCTC 12005 


Proteobacteria; 


16S ribosomal RNA, partial sequence 


23146 


34 2316097 Comamonas koreensis Bacteria; 


Betaproteobacteria; Burkholderiales; Comamonadace 


ae; Comamonas. 


74888 


strain AML-C10 16 
Proteobacteria; 


74888 


Bacteria_16S 


Bacteria_16S 


2414688 2414581 1 


2544143 2544036 1 


108 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosa 


108 


gi|219857451 
2413261 24147 


ref |NR_025039.1 


gi|219857348 


palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


ref|NR_024936.1 
2542716 254422 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Hydrogenophaga 
5 Hydrogenophaga 


74888 #Bacteria_16S 
lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 

74888  Bacteria_16S 


okhotskensis Bacteria; 
Psychrobacter. 
74888 #Bacteria_16S 
strain IFO 15467 


74888  Bacteria_16S 
antarctica strain 


Psychromonas. 
74888  Bacteria_16S 


Clostridia; 
74888 #Bacteria_16S 


Firmicutes; 
74888  Bacteria_16S 
Firmicutes; 


74888 #Bacteria_16S 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 


Bacteria; 


Lactobacillales; 


Lactobacillales; 


2625677 2625582 14 


strain RP5557 16S ribosomal RNA, partial 
Proteobacteria; 


2715973 2715878 13 
Proteobacteria; 


2931419 29313121 


3117541 3117446 13 


3302310 3302232 30 


Blautia. 


3305461 3305386 33 


3307001 3306926 33 


3422307 34222001 


108 gi 


Gammaproteobac 
108 gi 


108 gi 


108 gi 


108 gi 


108 gi 
Lactobacil 
108 gi 


Lactobacil 
108 gi 


219857248 


219857178 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteri 


219856836 
16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; O 
219846844 
star-1 16S ribosomal RNA, partial seque 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; 


219846720 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; 
Clostridiales; 
219846718 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus 
Lactobacillaceae; 
219846717 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus 
Lactobacillaceae; 
219846630 


ref|NR_024878.1 
sequence 2624254 262575 
teria; Xanthomonadales; 


ref|NR_024806.1 
2714566 271605 
a; Pseudomonadales; 


ref|NR_024655.1 
ceanobacter. 
ref|NR_026436.1 
nce 116131 311762 


Alteromonadales; 


Ww 


ref|NR_026312.1 


ref |NR_026310.1 
lus. 
ref|NR_026309.1 
lus. 
ref |NR_026222.1 
sequence 3420894 342232 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Psychrobacter 
7 Psychrobacter 


Moraxellaceae; 


Oceanobacter kriegii 


kriegii Bacteria; 


Psychromonas 
9 Psychromonas 


Psychromonadaceae; 


Blautia schinkii 
Firmicutes; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 


nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

74888  Bacteria_16S 3581164 3581086 30 108 gi|219846522|ref|NR_026114.1] Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

74888 Bacteria_16S 3628228 3628121 1 108 gi|219846487|ref|NR_026079.1| Neisseria gonorrhoeae 


strain NCTC 83785 
Bacteria; 


74888  Bacteria_16S 


strain LK6 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Methylococcales; Met 


74888  Bacteria_16S 


74888  Bacteria_16S 


16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Neisseriale 


3652725 3652618 1 


3876013 3875906 1 


complete sequence 


108 gi 


108 gi 


219846470 
3651286 3652776 Methylocaldum 


219846312 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisser 


3626780 3628323 Neisse 
Neisseriaceae; Neisse 
ref |NR_026062.1 


Ss; 


hylococcaceae; Methyloca 
ref|NR_025902.1 


ria gonorrhoeae 
ria. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


iaceae; Neisseria. 
3888471 3888364 1 108 gi|219846304|ref|NR_025894.1| Vitreoscilla 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 


74888  Bacteria_16S 
strain N 155 16S 


3890008 3889901 1 


ribosomal RNA, partial sequence 


108 gi 


219846302 


ref |NR_025892.1 


Neisseria flavescens 


3888563 38900 


48 Neisseria flavescens Bacteria; 


Proteobacteria; B 


etaproteobacteria; Neisseriales; Neisser 


74888 #Bacteria_16S 


strain CL-SP19 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idi 


74888  Bacteria_16S 
daepoensis strain 


Marinobacter. 
74888  Bacteria_16S 


alimentarius Bacteria; 
Psychrobacter. 
74888  Bacteria_16S 


alkenivorans Bacteria; 
Desulfatibacillum. 
74888  Bacteria_16S 


Pseudoalteromonas. 
74888  Bacteria_16S 


Desulfatibacillum. 
74888 #Bacteria_16S 


3984143 3984048 13 


4020052 4019945 1 


4023129 4023034 13 


Proteobacteria; 


4027630 4027535 13 


Proteobacteria; 


4053366 4053259 1 


4166079 4165984 13 


4170572 4170465 1 


108 gi 


108 gi 


108 


gi 


108 


gi 


108 


108 


Deltaproteobac 


108 gi 


219846236 
3982735 39841 


219846210 
SW-156 16S ribosomal RNA, partial seque 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; 


219846208 
alimentarius strain JG-100 16S ribosomal RNA, partial seq 
Gammaproteobacteri 


219846205 
alkenivorans strain PF2803 16S ribosomal RNA, partial seq 
Deltaproteobacteri 


gi| 219846185 
aliena strain KMM 3562 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromona 


gi| 219846104 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial 


aliphaticivorans Bacteria; Proteobacteria; 


219846100 


Neisseria. 
ref |NR_025826.1 


iaceae; 


omarinaceae; Idiomarina. 
ref|NR_025800.1 
nce 4018632 402012 
Alteromonadales; Altero 


ref|NR_025798.1 
uence 4021723 402321 
a; Pseudomonadales; Mora 


ref|NR_025795.1 
uence 4026183 402770 
a; Desulfobacterales; De 


ref|NR_025775.1 
e 4051928 4053458 Pseudo 
dales; Pseudoalteromonad 


ref|NR_025694.1 
sequence 4164674 416611 
teria; Desulfobacterales 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 


ref|NR_025690.1 


Marinobacter excellens 


strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


74888  Bacteria_16S 4214632 42145251 108 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

74888  Bacteria_16S 4216187 4216080 1 108 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

74888  Bacteria_16S 24062 23988 34 108 gi| 265679048 |ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888 Bacteria_16S 68029 67951 30 108 gi| 265679019 |ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

74888  Bacteria_16S 99736 99658 30 108 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
74888 Bacteria_16S 143960 143882 30 108 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

74888  Bacteria_16S 185060 184982 30 108 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888  Bacteria_16S 200399 200321 30 108 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

74888  Bacteria_16S 272085 272007 30 108 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

74888  Bacteria_16S 281165 281087 30 108 gi| 265678873 |ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

74888  Bacteria_16S 345317 345243 34 108 gi|265678828|ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

74888  Bacteria_16S 346881 346803 30 108 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

74888  Bacteria_16S 348350 348272 30 108 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

74888 Bacteria_16S 357096 357018 30 108 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

74888  Bacteria_16S 373505 373427 30 108 gi| 265678806 |ref|NR_029111.1] Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

74888  Bacteria_16S 376518 376448 36 106 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

74888  Bacteria_16S 387339 387230 1 108 gi|265678797|ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
74888  Bacteria_16S 393470 393400 36 106 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

74888 Bacteria_16S 394969 394891 30 108 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

74888  Bacteria_16S 413545 413471 34 108 gi|265678779|ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

74888  Bacteria_16S 415153 415075 30 108 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

74888  Bacteria_16S 432022 431944 30 108 gi| 265678767 |ref|NR_029072.1| Roseomonas gilardii 


subsp. 
subsp. 
Roseomonas. 


rosea strain MDA5605 16S ribosomal RNA, partial sequence 
rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


430661 432145 


Roseomonas gilardii 


74888 
favisporus strain 
Bacteria; Firmicu 
74888 
strain E7107 16S 


74888 
strain 5424 16S r 


74888 
strain AU476 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


433614 433544 36 106 gi| 265678766 

GMP01 16S ribosomal RNA, partial sequence 43219 

tes; Bacillales; Paenibacillaceae; Paenibacillus 

447481 447403 30 108 gi| 265678757 

ribosomal RNA, partial sequence 446125 44760 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
449013 448935 30 108 gi| 265678756 

ibosomal RNA, partial sequence 447654 44913 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
465775 465697 30 108 gi| 265678741 

ribosomal RNA, partial sequence 464412 46582 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
473461 473387 34 108 gi| 265678736 


74888 
strain S-5623 16S 
Firmicutes; Lacto 
74888 


Alphaproteobacter 
74888 
versmoldensis str 
versmoldensis Bac 
74888 
strain 173-96 16S 


Bacteria_16S 
Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
bacillales; Weissella. 
477893 477815 30 108 gi 
Rhodobacterales; Rhodobacteraceae; 

551522 551448 34 108 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
560645 560567 30 108 gi 
ribosomal RNA, partial sequence 


ia; 


472041 47353 


265678733 


476563 478023 Parac 


Paracoccu 
265678685 
quence 
ctobacilla 
265678679 


559287 56077 


Paenibacillus 
acillus favisporus 


ref|NR_029071.1 
6 433742 Paenib 
ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029061.1| Roseomonas gilardii 

5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 

ref|NR_029046.1| Inquilinus limosus 

9 Inquilinus limosus Bacteria; 
llaceae; Inquilinus. 

ref|NR_029041.1| Weissella koreensis 

7 Weissella koreensis Bacteria; 


ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 
Ss. 
ref|NR_028990.1| Lactobacillus 
550095 551652 Lactobacillus 
ceae; Lactobacillus. 
ref|NR_028984.1| Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

74888  Bacteria_16S 562180 562102 30 108 gi|265678678|ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

74888  Bacteria_16S 584742 584664 30 108 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

74888  Bacteria_16S 593762 593684 30 108 gi|265678657|ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
74888  Bacteria_16S 611947 611873 34 108 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

74888  Bacteria_16S 689317 689239 30 108 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 
74888  Bacteria_16S 701405 701335 36 106 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

74888  Bacteria_16S 702892 702822 36 106 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

74888  Bacteria_16S 742403 742325 30 108 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

74888  Bacteria_16S 743895 743817 30 108 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

74888  Bacteria_16S 762675 762605 36 106 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

74888  Bacteria_16S 779700 779622 30 108 gi|265678526|ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
74888  Bacteria_16S 784310 784232 30 108 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

74888  Bacteria_16S 798025 797955 36 106 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

74888 Bacteria_16S 834803 834725 30 108 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 


subsp. pomaceae B 
Zymomonas. 
74888 


Sphingomonadaceae 


Bacteria_16S 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; 


acteria; Proteobacteria; Alphaproteoba 


836305 836227 30 108 gi 


Zymomonas. 


, 


cteria; Sp 


265678489 


hingomonadales; Sphingomonadaceae; 


ref|NR_028792.1| Zymomonas mobilis 
834947 836398 Zymomonas 


Sphingomonadales; 


74888 
strain Kl 16S rib 
Proteobacteria; D 
74888 
koreensis strain 

Bacteria; Firmicu 
74888 
singaporensis str 
singaporensis Bac 
Desulforhopalus. 

74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


860502 860424 
osomal RNA, partial 
eltaproteobacteria; 
899852 899782 


30 
sequence 
Desulfuromonadales 

36 106 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
907561 907483 30 108 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


108 gi 


909052 908974 30 108 gi 


859076 86059 


Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


74888 
satsumensis strai 
satsumensis Bacte 
74888 
yabuuchiae strain 
Bacteria; Proteob 
74888 
strain JCM 21370 
Proteobacteria; A 
74888 
tardaugens strain 
Bacteria; Proteob 
74888 
strain DAPP-PG 22 
Proteobacteria; A 
74888 
strain Y 16S ribo 
Alphaproteobacter 
74888 
dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 
74888 
witflariensis str 
witflariensis Bac 
Sphingopyxis. 

74888 
limnophilus strai 
limnophilus Bacte 
74888 
Mi268 16S ribosom 
Lactobacillales; 
74888 
lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 
74888 
owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 
74888 
kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 
74888 
RW1 16S ribosomal 
Proteobacteria; A 
74888 
chlorophenolicum 
chlorophenolicum 
Sphingobium. 


Bacteria_16S 
Bacteria_16S 
16S ribosomal RNA, partial sequence 1070184 10716 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


somal RNA, partial sequence 1083512 1084952 Sphin 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


S ribosomal RNA, partial sequence 


Sphingomonadales; Erythrobac 

1033593 1033519 34 108 gi| 265678356 

n NRIC 0604 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Lactobacillales; Lactobacillace 
1068561 1068483 30 108 gi| 265678332 
Al-18 16S ribosomal RNA, partial sequence 10672 
acteria; Alphaproteobacteria; Sphingomonadales; 
1071555 1071477 30 108 gi| 265678330 


lphaproteobacteria; Rhodospirillales; 
1074470 1074392 30 108 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078864 1078786 30 108 gi 
4 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1084841 1084763 30 108 gi 
ia; Sphingomonadales; Sphingomonadacea 
1121281 1121203 30 108 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


1142434 1142356 30 108 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1255744 1255666 30 108 gi 
n DSM 6472 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 
1288880 1288806 34 108 gi 
al RNA, partial sequence 
Weissella. 

1302332 1302258 34 


108 gi 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1305443 1305369 34 108 
ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1325351 1325277 34 108 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1400939 1400861 30 108 
RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1408369 1408291 30 108 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


gi 


Thermoanaerobacterale 


gi 


907717 90916 


Sphingomonadales; 


1287447 1289004 Weiss 


1304017 13055 


1399580 1401060 Sphin 


74888 


strain S-3 16S ri 


74888 


Bacteria_16S 


Bacteria_16S 


1414431 1414353 30 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


1435976 1435906 36 


108 gi 


106 gi 


1413085 14145 
Sphingomonadales; 


antarcticus strai 
Bacteria; Firmicu 


n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 


74888 


Bacteria_16S 


1478398 1478324 34 108 gi 


265678472 
; Geobacte 
265678445 
nce 89842 


265678440 
al sequenc 
eria; Desu 


265678439 


Rhodospiri 
265678328 
ence 10731 


265678324 
10775 
Sphingomon 

265678320 


e; Sphingo 
228716127 

11198 
xococcales 


253680762 
quence 
eria; Sphi 
219857194 
sequence 

llaceae; B 
219846052 


219846639 
s; Thermoa 
219846460 


s; Thermoa 


219878140 
sequence 
Thermoana 


228715353 


Sphingomon 
219846657 
artial seq 
acteria; S 


224581449 


Sphingomon 
224581431 
ence 14345 
nibacillus 


nibacillus. 


ref|NR_028775.1| Geobacter thiogenes 
6 Geobacter thiogenes Bacteria; 
raceae; Geobacter. 

ref|NR_028747.1| Paenibacillus 

7 899962 Paenibacillus koreensis 
ref|NR_028742.1| Desulforhopalus 

e 906169 907666 Desulforhopalus 


lfobacterales; Desulfobulbaceae; 


ref Erythrobacter citreus 


NR_028741.1 
0 Erythrobacter 


citreus Bacteria; 


obacter. 
Lactobacillus 
0 Lactobacillus 
Ss. 
Sphingomonas 
omonas yabuuchiae 


teraceae; Erythr 

ref|NR_028658.1 
1032165 103372 

ae; Lactobacillu 

ref |NR_028634.1 

03 1068656 Sphing 

Sphingomonadaceae; Sphingomonas. 

ref|NR_028632.1| Tistrella mobilis 

36 Tistrella mobilis Bacteria; 

llaceae; Tistrella. 

ref |NR_028630.1| Novosphingobium 

37 1074554 Novosphingobium tardaugens 

Sphingomonadaceae; Novosphingobium. 

ref |NR_028626.1| Sphingomonas melonis 

29 1078967 Sphingomonas melonis Bacteria; 

adaceae; Sphingomonas. 

ref|NR_028622.1| Sphingobium amiense 

gobium amiense Bacteria; Proteobacteria; 

bium. 

ref|NR_027547.1 

56 1121404 Anaero 

Cystobacterine 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


’ 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Brevibacillus 
5 Brevibacillus 


ref|NR_024822.1 
1254345 125584 


revibacillus. 
ref|NR_025642.1| Weissella soli strain 
ella soli Bacteria; Firmicutes; 


ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


ref 
gomo 
adac 

ref 
uenc 
phin 


NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_026249.1 
e 140703 
gomonadales; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


ref |NR_027233.1 
adaceae; Sphingo 
ref|NR_027213.1 
76 1436085 Paenib 


219878440 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Paenibacillus 
acillus antarcticus 


ref|NR_025579.1 


Lactobacillus spicheri 


strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 


Firmicutes; Lacto 


bacillales; Lactobacillaceae; Lactobac 


illus. 


74888 


strain SO2 16S ri 


74888 


strain USDA 9030 


74888 


strain JK 615 16S 
Firmicutes; 


74888 


agaridevorans str 
agaridevorans Bac 


74888 


agarexedens strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


agarexedens Bacteria; 


74888 


stellifer strain 
Bacteria; 


74888 


paraplantarum str 
paraplantarum Bac 


74888 


azoreducens strai 
Bacteria; 


74888 


strain DSM 20285 
Firmicutes; 


74888 


strain LMG 18419 
Firmicutes; 


74888 


strain EDIV 16S r 


74888 


strain ATCC 15260 


74888 


strain KK19 16S r 
Firmicutes; 


74888 


xylanilyticus str 
xylanilyticus Bac 


74888 


Bacteria_16S 
Firmicutes; 
Bacteria_16S 
Bacteria_16S 
Firmicutes; 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


teria; 


Lactobacillales; 


ibosomal RNA, 
Bacillales; 


1487571 1487493 30 


1504036 1503958 30 


1733494 1733416 30 


1778952 1778882 36 


Firmicutes; 
1780502 1780432 36 


Firmicutes; 
1801617 1801547 36 


Bacillales; 
1841486 1841412 34 


Firmicutes; 
1915766 1915696 36 


Bacillales; 
1918918 1918844 34 


1943240 1943170 36 


Paenibacillaceae; 
1956908 1956830 30 


2016710 2016632 30 


2048588 2048518 36 


Paenibacillaceae; 
2071551 2071481 36 


ain XE 16S ribosomal RNA, 
teria; 


Firmicutes; 
2114169 2114091 30 


108 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


108 


108 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


106 


ain DSM 1355 16S ribosomal RNA, partial 
Bacillales; 


106 


n DSM 1327 16S ribosomal RNA, partial 


P 
106 


Paenib 
108 


ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


108 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


106 


complete sequence 


Paenib 
106 
compl 


Bacillales; 


108 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


strain 


US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


74888 


strain SW-46 16S 
Proteobacteria; Alphaproteobacteria; 


74888 


strain ALC-2 16S 
Proteobacteria; Alphaproteobacteria; 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


ribosomal RNA, 


2118777 2118699 30 


2152055 2151977 30 


2159494 2159416 30 


108 


partial sequence 
Sphingomonadales; 


108 


partial sequence 
Sphingomonadales; 


108 


gi] 219857235 


1486230 14876 


gi| 219846475 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


gi| 219878386 


1732113 1733587 Butyrivibrio 


ref|NR_024863.1 


ref 


NR_026067.1 


ref|NR_025525.1 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Butyrivibrio hungatei 


hungatei Bacteria; 


Butyrivibrio. 
gi|219878351|ref|NR_025490.1| Paenibacillus 
sequence 1777548 1779056 Paenibacillus 
Paenibacillaceae; Paenibacillus. 
gi|219878350|ref|NR_025489.1| Paenibacillus 


16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; 


ediococcus. 
gi|219878233 


16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus 
Bacillales; 


acillus. 
gi|219878224 
1955571 19570 


gi|219878185 


gi|219878160 


2047168 2048707 Paenibacillus 


acillus. 
gi| 219878143 

ete sequence 

Paenibacillaceae; 
gi| 219857659 


gi| 219857656 
2117441 21188 


gi| 219857634 
2150729 21521 


gi|219857629 


Sphingomonadaceae; 


2015375 2016816 Caulob 
Sphingomonadaceae 


sequence 2112812 211429 


Erythrobacteraceae; 


ref |NR_025372.1 


ref|NR_025363.1 
16 Sphingomonas 
Sphingo 


ref |NR_025324.1 


ref |NR_025299.1 


ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025248.1 


Sphingomonadales 


ref|NR_025245.1 
82 Erythrobacter 
Erythr 
ref|NR_025223.1 
Porphy 


ref |NR_025218.1 


sequence 1779107 1780619 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 
106 gi|219878335|ref|NR_025474.1| Paenibacillus 
IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Paenibacillaceae; Paenibacillus. 
108 gi|219878308|ref|NR_025447.1| Lactobacillus 
ain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
106 gi|219878252|ref|NR_025391.1| Paenibacillus 
n CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Paenibacillaceae; Paenibacillus. 
108 gi| 219878249 |ref|NR_025388.1| Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Thermobacillus 
8 Thermobacillus 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 
Erythrobacteraceae; 


robacter. 
Paracoccus 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaproteobacteria; 


partial sequence 


2158194 2159597 Paracoccus 
Rhodobacterales; Rhodobacteraceae; 


74888 


pantheris strain 
pantheris Bacteria; 


74888 


daejeonensis stra 
daejeonensis Bact 


74888 


kribbensis strain 
Bacteria; 


74888 


strain Pl 16S rib 
Proteobacteria; 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


eria; 


Bacillales; 


2197513 2197439 34 


LMG 21017 16S ribosomal RNA, 
Firmicutes; 


2226166 2226096 36 
Firmicutes; 
2227727 2227657 36 


2269133 2269059 34 


2337087 2337009 30 


108 


106 


P 
106 


AM49 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


108 


osomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


108 


complete 
Lactobacillales; 


219857601 
sequence 


gi 


Lactobacillaceae; 


gi|219857582 


in AM141 16S ribosomal RNA, partial sequence 
Bacillales; 


aenibacillaceae; 
gi| 219857581 
22263 
Paenibacillus 
gi| 219857554 
2267708 22692 


gi|219857504 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 


Desulfobacteraceae; 


ref|NR_025189.1 
2196082 219764 
Lactobacillus. 


Paenibacillus. 
ref|NR_025169.1 
29 2227839 Paenib 


ref 


NR_025142.1 


Desul 
ref |NR_025092.1 


Lactobacillus 
0 Lactobacillus 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Roseinatronobacter 


2335756 233710 


2 Roseinatronobacter 


74888 
strain LBB1 16S r 


74888 
granivorans strai 
Bacteria; Firmicu 
74888 
strain MT-1077 16 
Firmicutes; Lacto 
74888 
chinjuensis strai 
Bacteria; Firmicu 
74888 
peptonophila stra 
peptonophila Bact 
74888 
taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 

74888 
strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


74888 
strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


74888 
strain CCUG 43179 
Bacteria; Firmicu 
74888 
methoxybenzovoran 
methoxybenzovoran 
74888 
campinasensis str 
campinasensis Bac 
74888 
manihotivorans st 
manihotivorans Ba 
74888 
glycanilyticus st 
glycanilyticus Ba 
74888 
carotinifaciens s 
carotinifaciens B 
Paracoccus. 

74888 
collinoides strai 
collinoides Bacte 
74888 
strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


74888 
pantotrophus stra 
pantotrophus Bact 
Paracoccus. 

74888 
denitrificans str 
denitrificans Bac 
Paracoccus. 

74888 
thiophila strain 
Bacteria; Proteob 
74888 
sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 
74888 
strain IFO 10550 
Proteobacteria; A 
74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2341598 2341520 30 108 
ibosomal RNA, partial sequence 


gi 


ho 
2346196 2346126 36 106 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2405376 2405302 34 108 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2432787 2432717 36 106 gi 
n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2452639 2452561 30 108 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2458600 2458522 30 108 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


nc 
ni 
il 


nc 
ni 


1 
ti 


qu 


2460091 2460013 30 108 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2461583 2461505 30 108 gi 
ribosomal RNA, partial sequence 


Sp 


Sphingomonadales; 
2466204 2466130 34 108 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2573257 2573179 30 108 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2644022 2643952 36 106 gi 
ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 
2674038 2673964 34 108 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2779135 2779065 36 106 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2926850 2926772 30 108 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


Sp 


v 


1 
os 


ue 
C1 


e 
ac 


eq 
ac 


e 
ct 


2946554 2946480 34 108 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
2966124 2966046 30 108 gi 
bosomal RNA, partial sequence 


eq 
ob 


Sphingomonadales; 

3086018 3085940 30 108 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


Sp 


al 
ri 


3087463 3087385 30 108 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


ue 
er 


3161388 3161310 30 108 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3197973 3197895 30 108 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


ce 
om 


ue 


v 


3209905 3209827 30 108 gi 


lphaproteobacteria; Sphingomonadales; Sp 


219857501 
2340265 23417 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


Bacteria_16S 219857497 


219857457 
2403965 24054 
219857436 


219857418 


219857411 
lay 


219857410 
2458757 24601 


219857409 


2460248 24616 


219857406 


219857286 


219857229 


219857207 


219857131 


219856839 


219856826 
219856812 
2964771 29662 


219846865 


219846864 


219846815 


219846790 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 


ref|NR_025089.1 


dobacteraceae; Rhodobac 
ref|NR_025085.1 
e 2344786 2346268 Paenib 
bacillus. 
ref|NR_025045.1 
86 Lactobacillus 
lus. 
ref|NR_025024.1 
10 2432897 Paenib 
ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref |NR_024999.1 

2457264 245870 
omonadales; Sphi 


e 24314 
bacillus 


sequence 
nomyceta 


ence 
; Sphing 
ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024994.1 
63 2466330 Lactob 
illus. 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref|NR_024857.1 

2642624 264413 
Paenibacillus. 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref |NR_024658.1 

2925520 292697 
odobacterales; R 


hingomon 


hingomon 


24647 
Lactobac 


sequence 
tridiale 


nce 
llaceae; 


sequence 
tobacill 


uence 
illaceae 


sequence 
eria; Rh 


ref |NR_024645.1 

2945130 294667 
ae; Lactobacillu 
ref |NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


uence 
acillace 


hingomon 


sequenc 
a; Rhodo 


ref|NR_026456.1 
3086162 308755 
obacterales; Rho 


nce 
ia; Rhod 
ref |NR_026407.1 

80 3161460 Desulf 
onadales; Desulfuromonad 
ref |NR_026382.1 
nce 196654 319807 
Sphingomonadales; Sphing 


31599 


Ww 


ref |NR_026374.1 
11 Sphingomonas 


hingomonadaceae; Sphingo 


3211397 3211319 30 108 gi 


219846781 


ref |NR_026373.1 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
a. 


Paenibacillus 
acillus granivorans 


Lactobacillus kimchii 
kimchii Bacteria; 


Paenibacillus 
acillus chinjuensis 


Seinonella 
3 Seinonella 


Sphingopyxis 
6 Sphingopyxis 


ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Lactobacillus mucosae 
acillus mucosae 


Clostridium 
7 Clostridium 
e; Clostridium. 
Paenibacillus 
1 Paenibacillus 


Lactobacillus 
4 Lactobacillus 
llus. 

Paenibacillus 
8 Paenibacillus 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Lactobacillus 
8 Lactobacillus 
Ss. 
Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Paracoccus 

1 Paracoccus 

obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Desulfuromonas 

uromonas thiophila 

aceae; Desulfuromonas. 
Sandaracinobacter 

0 Sandaracinobacter 

omonadaceae; 


Sphingomonas mali 


mali Bacteria; 


monas. 
Sphingomonas 


pruni 


strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 


Proteobacteria; A 


lphaproteobacteria; Sphingomonadales; 


Sp 


hingomonadaceae; Sphingo 


monas . 


74888  Bacteria_16S 3262753 3262675 30 108 gi|219846746|ref|NR_026338.1 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 32628 

Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
74888  Bacteria_16S 3521790 3521712 30 108 gi|219846562|ref|NR_026154.1 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 352188 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; P 
Pelobacter. 

74888 Bacteria_16S 3540106 3540036 36 106 gi|219846550|ref|NR_026142.1 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 35402 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888 Bacteria_16S 3543233 3543163 36 106 gi| 219846548 |ref|NR_026140.1 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 35433 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888  Bacteria_16S 3631372 3631294 30 108 gi| 219846485 |ref|NR_026077.1 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 36314 

Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 
74888 Bacteria_16S 3762477 3762399 30 108 gi| 219846391 |ref|NR_025982.1 
strain 172 16S ribosomal RNA, partial sequence 3761076 37625 

Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 
74888  Bacteria_16S 3886851 3886773 30 108 gi|219846305|ref|NR_025895.1 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 388697 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
Geobacter. 

74888  Bacteria_16S 3905251 3905181 36 106 gi|219846292|ref|NR_025882.1 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 390383 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
74888  Bacteria_16S 3937067 3936989 30 108 gi|219846268|ref|NR_025858.1 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 393713 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 

74888  Bacteria_16S 3938501 3938423 30 108 gi| 219846267 |ref|NR_025857.1 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 39385 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
74888  Bacteria_16S 3966680 3966602 30 108 gi|219846248|ref|NR_025838.1 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 396678 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Novosphingobium. 

74888  Bacteria_16S 3972569 3972487 26 108 gi|219846244|ref|NR_025834.1 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 397263 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
74888  Bacteria_16S 3981092 3981014 30 108 gi|219846238|ref|NR_025828.1 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
74888  Bacteria_16S 3995980 3995902 30 108 gi|219846228|ref|NR_025818.1 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
74888  Bacteria_16S 3997471 3997393 30 108 gi| 219846227 |ref|NR_025817.1 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 399757 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryth 
Erythrobacter. 

74888  Bacteria_16S 3998965 3998887 30 108 gi|219846226|ref|NR_025816.1 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 399906 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryt 
Porphyrobacter. 

74888 Bacteria_16S 4001889 4001811 30 108 gi|219846224|ref|NR_025814.1 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 400199 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Sphingopyxis. 

74888  Bacteria_16S 4036842 4036764 30 108 gi|219846199|ref|NR_025789.1 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 
74888  Bacteria_16S 4083745 4083675 36 106 gi|219846164|ref|NR_025754.1 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 408382 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
74888  Bacteria_16S 4103181 4103111 36 106 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888  Bacteria_16S 4106181 4106111 36 106 gi|219846149|ref|NR_025739.1 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

74888 Bacteria_16S 4135030 4134952 30 108 gi|219846124|ref|NR_025714.1 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 413512 
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wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
74888 #Bacteria_16S 122775 122703 36 108 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 


219846344|ref|NR_025934.1| Cardiobacterium 
53 3829122 Cardiobacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 
Be 
ref |NR_025853.1| Acidiphilium 
85 3944397 Acidiphilium organovorum 
Acetobacteraceae; Acidiphilium. 
ref|NR_024570.1| Escherichia coli 
83 Escherichia coli Bacteria; 
teriaceae; Escherichia. 
ref |NR_029355.1| Clostridium 

24277 25711 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029304.1| Halobacillus litoralis 
0 Halobacillus litoralis Bacteria; 


265678993|ref|NR_029301.1| Thermoanaerobacter 


74888 


Bacteria_16S 


180491 180384 1 


108 gi 


thermophilus stra 


thermophilus Bacteria; 


Methylococcus. 
74888 
kaustophilus stra 


kaustophilus Bacteria; 
Bacteria_16S 


74888 
strain JW/AS-Y6 1 


Bacteria_16S 


in IMV-B-3037 16S ribosomal RNA, parti 
Proteobacteria; Gammaproteobacte 


220592 220520 36 108 gi 
in BD 53 16S ribosomal RNA, partial se 
Firmicutes; Bacillales; Bacillac 
258626 258554 36 108 gi 
6S ribosomal RNA, 


complete sequence 257219 25873 


265678943 
al sequenc 
ria; Methy 


265678916 
quence 

eae; Geoba 
265678890 


ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 
ref |NR_029224.1 
19184 220608 
cillus. 

ref|NR_029198.1 


ND 


Methylococcus 
Methylococcus 
ylococcaceae; 


Geobacillus 
Geobacillus 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
74888  Bacteria_16S 322106 322034 36 108 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888 Bacteria_16S 333068 332996 36 108 gi|265678839|ref|NR_029144.1| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

74888  Bacteria_16S 502712 502640 36 108 gi|265678717|ref|NR_029022.1| Bacillus indicus 


strain Sd/3 16S r 
Firmicutes; Bacil 
74888 


contaminans Bacte 
74888 
strain IDA1967 16 


Bacteria_16S 
contaminans strain R-16222 16S ribosomal RNA, partial s 


Bacteria_16S 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

527019 526947 36 108 gi 
Firmicutes; Bacillales; Bacillace 
533075 533003 36 108 gi 
S ribosomal RNA, partial sequence 


ria; 


501307 50281 


531745 53318 


265678701 
equence 

ae; Anoxyb 
265678697 


ref|NR_029006.1 

525601 527141 
acillus. 
ref |NR_029002.1 


1 Bacillus indicus Bacteria; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 
2 Bacillus drentensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888  Bacteria_16S 607328 607256 36 108 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

74888 Bacteria_16S 719450 719378 36 108 gi| 265678569 |ref|NR_028873.1| Virgibacillus 


marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

74888 Bacteria_16S 731706 731634 36 108 gi|265678561|ref|NR_028865.1]| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

74888  Bacteria_16S 840862 840790 36 108 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 


strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Geobacillus. 

74888  Bacteria_16S 848455 848377 30 108 gi| 265678481 |ref|NR_028784.1| Paracoccus 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
74888  Bacteria_16S 884580 884508 36 108 gi| 265678455 |ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 


hydrothermale Bac 
Desulfacinum. 
74888  Bacteria_16S 906019 905947 36 108 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 


teria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 


74888 Bacteria_16S 923104 923032 36 108 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

74888  Bacteria_16S 924675 924603 36 108 gi|265678429|ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
74888  Bacteria_16S 958671 958599 36 108 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

74888  Bacteria_16S 997117 997045 36 108 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

74888 Bacteria_16S 1081872 1081800 36 108 gi|265678322|ref|NR_028624.1| Bacillus funiculus 


strain NAFO01 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
74888  Bacteria_16S 1127296 1127224 36 108 gi 
wolinii strain DB 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; 
Syntrophobacter. 
74888  Bacteria_16S 
iheyensis HTE831 
Bacteria; Firmicutes; 
74888  Bacteria_16S 


1156004 1155932 36 108 


gi 
Bacillales; Bacillaceae; 
1221007 1220935 36 108 gi 
strain 01-570-1 16S ribosomal RNA, partial sequence 12 
Firmicutes; Lactobacillales; 
74888  Bacteria_16S 1314482 1314410 36 108 gi 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, 


Syntroph 


Carnobacteriaceae; Allofus 


1080469 10819 


253680772 


253680753 


16S ribosomal RNA, partial sequence 1154576 11561 
Oceanoba 


cillus. 
219878362 
19617 12211 
tis. 
228718892 


11259 
obacterale 


partial se 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


98 Bacillus funiculus Bacteria; 


re 
86 


Ss; 


£|NR_028020.1 
1127376 Syntro 
Syntrophobact 


Syntrophobacter 
phobacter wolinii 
eraceae; 


ref|NR_028001.1| Oceanobacillus 
00 Oceanobacillus iheyensis HTE831 


ref|NR_025501.1| Allofustis seminis 
16 Allofustis seminis Bacteria; 


Thermoanaerobacter 
4 1314606 


ref 
quen 


NR_027577.1 
ce 131309 


Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

74888  Bacteria_16S 1316060 1315988 36 108 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888 Bacteria_16S 1348317 1348245 36 108 gi|228720860|ref|NR_027598.1| Syntrophobacter 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Syntrophobacteraceae; Syntrophobacter. 

74888  Bacteria_16S 1514545 1514473 36 108 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888  Bacteria_16S 1555518 1555446 36 108 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain ABO04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

74888  Bacteria_16S 1587126 1587054 36 108 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

74888 Bacteria_16S 1635944 1635872 36 108 gi| 219878453 |ref|NR_025592.1]| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

74888  Bacteria_16S 1637406 1637334 36 108 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

74888  Bacteria_16S 1638897 1638825 36 108 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 
74888 Bacteria_16S 1686138 1686066 36 108 
strain 4-1 16S ribosomal RNA, partial sequence 


gi 


219878418 


1684753 16861 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888  Bacteria_16S 1690689 1690617 36 108 gi| 219878414 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 16892 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
74888  Bacteria_16S 1703120 1703048 36 108 gi| 219878406 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 17017 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
74888 Bacteria_16S 1766984 1766876 1 108 gi| 219878360 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 17655 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
74888 Bacteria_16S 1790979 1790907 36 108 gi| 219878342 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgib 
74888  Bacteria_16S 1804750 1804678 36 108 gi| 219878333 


necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


ref|NR_025557.1| Bacillus aeolius 
55 Bacillus aeolius Bacteria; 


ref|NR_025553.1 
86 1690816 Planoc 


Planococcus 
occus rifietoensis 
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ae; Alkalilimnicola. 
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7 Virgibacillus 


ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025481.1 

1789570 179108 
acillus. 
ref|NR_025472.1| Virgibacillus 

1803341 1804862 Virgibacillus 


74888 
strain DSM 10404 
Bacteria; Firmicu 
74888 
strain M577-94 16 
Firmicutes; Lacto 
74888 
sulfidifaciens st 
sulfidifaciens Ba 
74888 
strain DSM 9172 1 
Firmicutes; Lacto 
74888 
strain 3S-1 16S r 
Firmicutes; Bacil 
74888 
sanguinicola stra 
sanguinicola Bact 
74888 
strain DSM 12654 
Firmicutes; Bacil 
74888 
strain LMG 18435 
Firmicutes; Bacil 
74888 
strain LMG 17489 
Firmicutes; Bacil 
74888 
strain 581 
Firmicutes; 
74888 
strain TF-9 16S r 
Firmicutes; Bacil 
74888 
strain HSL-3 16S 
Firmicutes; Bacil 
74888 
strain TF-12 16S 
Firmicutes; Bacil 
74888 
strain TF-11 16S 
Firmicutes; Bacil 


16S r 
Bacil 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 1911333 19128 

Planococcaceae; 
1941695 1941623 36 
16S ribosomal RNA, partial sequence 1940300 19418 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1824719 1824647 36 108 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
tes; Bacillales; Bacillaceae; Halobacillus. 

1844588 1844516 36 108 gi|219878306|ref|NR_025445.1| Isobaculum melis 
S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
bacillales; Carnobacteriaceae; Isobaculum. 

1855108 1855036 36 108 gi| 219878298 |ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

1858061 1857989 36 108 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
6S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
bacillales; Carnobacteriaceae; Trichococcus. 

1871852 1871780 36 108 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
ibosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
lales; Bacillaceae; Geobacillus. 

1909703 1909631 36 108 gi|219878257|ref|NR_025396.1| Aerococcus 
in CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
eria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

1912718 1912646 36 108 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 


lales; 


lales; Bacillaceae; 


lales; Bacillaceae; 


1975046 197497 


ribosomal RNA, 
lales; Bacillaceae; 
2124840 212476 
ribosomal RNA, 
lales; Bacillaceae; 
2126396 212632 
ribosomal RNA, 


lales; Bacillaceae; 


1946404 1946332 36 
16S ribosomal RNA, partial sequence 1945009 19464 


108 


Bacillus. 
108 


Bacillus. 
4 36 108 


ibosomal RNA, partial sequence 


lales; Planococcaceae; Marinibacillus. 

2115737 2115665 36 108 gi| 219857658 
ibosomal RNA, partial sequence 2114343 21158 
lales; Planococcaceae; Planococcus. 

2120343 2120271 36 108 gi| 219857655 


partial sequence 


Halobacillus. 
8 36 108 


partial sequence 


Bacillus. 
4 36 108 


partial sequence 


Bacillus. 


Ureibacillus. 


gi|219878234 


gi|219878231 


gi| 219878212 
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gi|219857651 
2125001 21265 


ref 


ref 
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ref 
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NR_025373.1 
02 Bacillus shackletonii Bacteria; 


NR_025370.1 
74 Bacillus fumarioli Bacteria; 
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64 Marinibacillus marinus Bacteria; 
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49 Planococcus maritimus Bacteria; 
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54 Halobacillus 


NR_025241.1 
50 Bacillus aquimaris Bacteria; 


NR_025240.1 
06 Bacillus marisflavi Bacteria; 


74888  Bacteria_16S 2170224 2170152 36 108 gi|219857622|ref|NR_025211.1 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 217030 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobact 
74888 Bacteria_16S 2236897 2236825 36 108 gi|219857575|ref|NR_025163.1 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 223697 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 

Desulfonatronum. 

74888  Bacteria_16S 2255148 2255072 30 106 gi|219857563|ref|NR_025151.1 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporan 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 
Sporanaerobacter. 

74888  Bacteria_16S 2267545 2267473 36 108 gi| 219857555 |ref|NR_025143.1 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 22676 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

74888  Bacteria_16S 2285922 2285850 36 108 gi| 219857542 |ref|NR_025130.1 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888 Bacteria_16S 2312999 2312927 36 108 gi|219857521|ref|NR_025109.1 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobac 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

74888  Bacteria_16S 2355224 2355152 36 108 gi|219857491|ref|NR_025079.1 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae 
74888  Bacteria_16S 2382591 2382519 36 108 gi|219857472|ref|NR_025060.1 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 23827 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888 Bacteria_16S 2406890 2406818 34 106 gi|219857456|ref|NR_025044.1 
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Bacillaceae; 
2882892 2882820 36 


S ribosomal RNA, partial sequence 
Bacillus. 
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flavithermus strain DSM 2641 16S ribosomal RNA, partial 
flavithermus Bacteria; 
Bacteria_16S 


Lactobacillales; Aerococcaceae; 
Bacteria_16S 


2999696 2999624 36 108 gi 
Firmicutes; Bacillales; 


3002833 3002761 36 108 gi 
Bacillales; Paenibacillaceae; 
3042181 3042109 36 108 


S ribosomal RNA, partial sequence 


gi 


Facklamia. 


3084567 3084495 36 108 gi 


Bacillaceae; 


n BT2 16S ribosomal RNA, partial sequence 
Firmicutes; 
Bacteria_16S 


219846924 
sequence 


219846922 
30014 


Brevibacillus 


219846895 


3040796 30422 


219846866 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 


sulfurophilus Bac 


Thermoanaerobacter. 
Bacteria_16S 


74888 
mathranii strain 
Bacteria; 
74888 
strain ATCC 70062 
Firmicutes; 


Firmicutes; 
Bacteria_16S 


Lactobacillales; Aerococcaceae; 


teria; Firmicutes; Clostridia; 


3174956 3174884 36 108 gi 
A3 16S ribosomal RNA, partial sequence 
Clostridia; Thermoanaerobacterale 


Ss; 


3180975 3180903 36 108 gi 
8 16S ribosomal RNA, partial sequence 
Facklamia. 


Thermoanaerobacterales; 


219846805 
31735 


219846801 
31795 


Anoxybacillus. 


Thermoanaerobacteraceae; 


ref|NR_025025.1| Papillibacter 
2429869 2431359 Papillibacter 


Ruminococcaceae; Papillibacter. 


ref|NR_025014.1| Thioalkalivibrio 
Thioalkalivibrio. 


ref|NR_025007.1| Laceyella putida 


ref|NR_025005.1| Thermoflavimicrobium 

2452794 2454268 Thermoflavimicrobium 
Thermoflavimicrobium. 
ref|NR_024961.1| Alkalispirillum mobile 
Alkalispirillum. 
ref|NR_024931.1| Bacillus subtilis 
sequence 2550394 2551802 Bacillus 
Bacillus. 


ref|NR_024905.1] Enterococcus cecorum 


ref |NR_024831.1| Lentibacillus 


ain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
teria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
2697893 2697821 36 108 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
rain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
cteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
2699449 2699377 36 108 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 


asahii Bacteria; Firmicutes; 


ref|NR_024697.1| Bacillus 

2868896 2870426 Bacillus 
Bacillus; Bacillus cereus group. 
ref|NR_024696.1| Bacillus vallismortis 


ref|NR_024695.1| Bacillus niacini 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 
ref|NR_024691.1| Bacillus flexus strain 
flexus Bacteria; Firmicutes; 


ref|NR_024690.1| Bacillus carboniphilus 
48 Bacillus carboniphilus Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
Thermacetogenium. 
NR_026516.1| Anoxybacillus 
2998293 2999816 Anoxybacillus 


ref 


ref|NR_026514.1| Brevibacillus 
33 3002946 Brevibacillus thermoruber 
ref|NR_026487.1| Facklamia languida 


68 Facklamia languida Bacteria; 


ref|NR_026458.1| Thermoanaerobacter 
3083185 3084666 Thermoanaerobacter 
Thermoanaerobacteraceae; 


ref |NR_026397.1| Thermoanaerobacter 
65 3175071 Thermoanaerobacter mathranii 
Thermoanaerobacter. 
ref |NR_026393.1| Facklamia hominis 

83 3181087 Facklamia hominis Bacteria; 


74888  Bacteria_16S 
strain DSM 10022 
Firmicutes; 
74888  Bacteria_16S 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial 
hydrogenovorans Bacteria; 


Desulfonatronovibrio. 
74888 #Bacteria_16S 


Clostridia; 


3231029 3230953 30 106 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. I 


Clostridiales; 


3244835 3244763 36 108 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 
74888 #Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
74888 #Bacteria_16S 
atlantica strain 


Pseudoalteromonas. 
74888  Bacteria_16S 


strain DSM 8723 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
74888 #Bacteria_16S 

DSM 6307 16S ribosomal 
Bacillales; 
74888  Bacteria_16S 
strain NCIMB 1493 
Firmicutes; 
74888  Bacteria_16S 
halophilus strain 


Halothiobacillus. 
74888  Bacteria_16S 
sporothermodurans 
sporothermodurans 
74888  Bacteria_16S 
norvegica strain 
Bacteria; 
Thermodesulforhabdus. 
74888  Bacteria_16S 


hydrothermalis strain R3 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 


Halothiobacillus. 


Listeriaceae; 


Bacillaceae; 


Bacillales; 


Bacteria; 


Proteobacteria; Deltaproteobacteria; De 
3246376 3246304 36 108 gi| 219846757 
3244997 32464 

Listeria. 
3361786 3361714 36 108 gi| 219846676 

DSM 20408 16S ribosomal RNA, partial sequence 

Firmicutes; Bacillales; Bacillaceae; Marinoc 
3428233 3428126 1 108 gi| 219846626 


IAM 12927 16S ribosomal RNA, partial sequence 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; 


3536979 3536907 36 108 
Bacillaceae; Bacillus. 
3546345 3546273 36 108 
RNA, complete sequence 

Bacillus. 


3611865 3611793 36 108 


16S ribosomal RNA, partial sequence 
Planococcus. 


Planococcaceae; 


3719271 3719175 13 108 


DSM 6132 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


3723883 3723811 36 108 


strain M215 16S ribosomal RNA, partial 
Bacillales; 


Firmicutes; 


3777432 3777360 36 108 


A8444 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


3816830 3816734 13 108 


Proteobacteria; 


Syntrophobacterale 


Gammaproteobacteria; 


gi| 219846767 


219846758 
sequence 


gi 


Alteromo 


gi|219846552 
3535585 35370 


gi|219846546 
3544949 35464 


219846498 
36104 


gi 


gi|219846424 


Chromat 


219846419 
sequence 
Bacillaceae; 
gi|219846379 
37759 


gi 


gi|219846352 


Chr 


ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026350.1 

3243444 324494 
sulfovibrionales 


ref|NR_026349.1 


ref|NR_026268.1 
3360383 336190 
occus. 
ref|NR_026218.1 
3426820 342824 
nadales; 


ref|NR_026144.1 


ref|NR_026138.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026015.1 
3717841 371934 
iales; Halothiob 


ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref |NR_025943.1 
3815400 381690 
omatiales; Halot 


54 Bacillus cohnii Bacteria; 


74888 


strain 7 16S ribo 
Clostridia; 


74888 


thermocopriae str 
thermocopriae Bac 


Bacteria_16S 


Bacteria_16S 


Thermoanaerobacter. 


74888 


brockii subsp. 


74888 


Bacillales; 


74888 


Firmicutes; 


74888 


R-7190 16S riboso: 
Bacillales; 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridiales; 


rales; 


Bacillaceae; 


Bacillales; 


Bacillaceae; 


3834979 3834903 30 106 


Ruminococcaceae; 


3882163 3882091 36 108 


Firmicutes; Clostridia; 


3883736 3883664 36 108 


Thermoanaerobacteraceae; 


gi 


somal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
Ruminococcus. 


gi 


ain JT-3 16S ribosomal RNA, partial sequence 


teria; Thermoanaerobacterales; 


gi 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacte 


finnii Bacteria; 
Thermoanaerobacter. 


219846339|ref|NR_025929.1 


219846308|ref|NR_025898.1 

3880766 388228 
Thermoana 
219846307|ref|NR_025897.1 
388233 


Firmicutes; 


3960688 3960616 36 108 gi|219846252|ref|NR_025842.1 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 39607 
Bacillus. 
3994506 3994434 36 108 gi|219846229|ref|NR_025819.1 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 39945 
Bacillaceae; Geobacillus. 
4041376 4041304 36 108 gi|219846196|ref|NR_025786.1 
mal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillus. 
4042834 4042762 36 108 gi|219846195|ref|NR_025785.1 


strain R-6540 16S 
Firmicutes; 


74888 


strain 50-1 BON 1 
Firmicutes; 
Mahella. 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 
Bacillales; 


Bacillaceae; Bacillus. 
4077479 4077407 34 106 


Thermoanaerobacterales; 


4131982 4131910 36 108 


gi 
Thermoa 


gi 


219846168|ref|NR_025758.1 


naerobacterales Family IV. 


219846126 |ref 


Clostridia; 


77 Bacillus firmus Bacteria; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 

Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Marinococcus 
2 Marinococcus 


Pseudoalteromonas 
2 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Planococcus citreus 
occus citreus Bacteria; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Bacillus 
9 Bacillus 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 
Thermoanaerobacter 
8 3883860 
Bacillus firmus strain 


Firmicutes; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


4041510 4042925 Bacillus farraginis Bacteria; 


Mahella australiensis 


6S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Clostridia; 


Incertae Sedis; 


Marinibacillus 


NR_025716.1 


campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 


Bacteria; 


Firmicutes; 


Bacillales; 


Planococcaceae 


; Marin 


ibacillus. 


74888 
strain MSS-155 16 
Firmicutes; Bacil 
74888 
salicampi strain 
Bacteria; Firmicu 
74888 
strain N-3 16S ri 
Firmicutes; Bacil 
74888 
joergensenii stra 
joergensenii Bact 
Desulfospira. 
74888 
anguilliseptica s 
anguilliseptica B 
Pseudomonas. 
74888 
strain HQgoel 16S 
Proteobacteria; D 
74888 
strain DM-2 16S r 
Proteobacteria; D 
74888 
strain BG8 16S ri 
Proteobacteria; G 
74888 
whittenburyi stra 


Methylococcaceae; 
74888 
strain A30 16S ri 
Proteobacteria; G 
74888 
vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 
74888 
strain S-182 16S 
Firmicutes; Lacto 
74888 
delbrueckii subsp 


Lactobacillus. 
74888 
aerosaccus strain 
Bacteria; Proteob 
74888 
strain LF13 16S r 
Caldithrix. 

74888 
strain SW-45 16S 
Proteobacteria; G 
74888 
subterraneus stra 


Thermaerobacter. 
74888 


Bacteria; Proteob 


74888 


Bacteria_16S 
Bacteria_16S 
SF-20 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


4133554 4133482 36 108 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4210001 4209929 36 108 


gi 


gi 
tes; Bacillales; Bacillaceae; 
4213062 4212990 36 108 
bosomal RNA, complete sequence 

lales; Bacillaceae; Geobacillus. 
78495 78420 33 108 


gi 


gi 


219846125 


219846069 
4208591 4210111 Lentibacillus salicampi 
Lentibacillus. 

219846067 
4211641 4213163 Geobacillus lituanicus Bacteria; 


265679012 
in B331 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 


eria; 
79937 
acteria; 


113451 


115050 


191286 
bosomal RNA, 


194306 


197327 
bosomal RNA, 


284231 
eria; 
340849 


bacillales; 
381147 


528605 


583274 


764247 


802716 
Firmic 


814994 


950967 


Proteobacteria; 


Proteobacteria; 


79830 1 108 


113380 37 108 


ribosomal RNA, partial sequence 
eltaproteobacteria; 
Bacteria_16S 


114979 37 108 


ibosomal RNA, partial sequence 
eltaproteobacteria; 
Bacteria_16S 


191179 1 108 
partial sequence 


194199 1 108 


197220 1 108 
partial sequence 


284156 33 108 


340775 34 108 


ribosomal RNA, partial sequence 


Lactobacillaceae; 
381072 33 108 


528498 1 108 


583199 33 108 


ibosomal RNA, partial sequence 


764152 13 108 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Bacteria_16S 
in C21 16S ribosomal RNA, 
subterraneus Bacteria; 


802637 29 108 


utes; Clostridia; 


814887 1 108 


950860 1 108 


strain 133 16S ribosomal RNA, partial sequence 


74888 


952526 


952419 1 108 


strain 146 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
Bacteria_16S 


74888 


954077 


953970 1 108 


Deltaproteobacteria; 


gi 


gi 


265679011 


train S 1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


265678987 


Desulfobacterales; 


ref|NR_025715.1| Halobacillus locisalis 
4132144 4133665 Halobacillus locisalis Bacteria; 
ref|NR_025659.1| Lentibacillus 


ref|NR_025657.1| Geobacillus lituanicus 


ref|NR_029320.1| Desulfospira 
77090 78536 Desulfospira 
Desulfobacteraceae; 


Pseudomonas 
Pseudomonas 


ref|NR_029319.1 
78587 79994 


Pseudomonadales; Pseudomonadaceae; 


ref|NR_029295.1| Syntrophus gentianae 


112043 113590 Syntrophus gentianae Bacteria; 


Syntrophobacterales; 


gi 


265678986 


Syntrophaceae; 


Syntrophus. 


ref|NR_029294.1| Syntrophus buswellii 


113641 115189 Syntrophus buswellii Bacteria; 


Syntrophobacterales; 


gi 


265678936 


Syntrophaceae; 


Syntrophus. 


ref|NR_029244.1| Methylomicrobium album 


189853 191306 Methylomicrobium album Bacteria; 


ammaproteobacteria; Methylococcales; M 
Bacteria_16S 
in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 
Methylobacter. 
Bacteria_16S 


gi 


gi 


265678934 


265678932 


NA, partial sequence 


ethylococcaceae; Methylomicrobium. 


ref|NR_029242.1] Methylobacter 


192873 194334 
Methylococcales; 
ref 


NR_029240.1| Methylomicrobium agile 


195893 197354 Methylomicrobium agile Bacteria; 


ammaproteobacteria; Methylococcales; M 
Bacteria_16S 
in B54 16S ribosomal RNA, 
Proteobacteria; 


gi 


gi 


265678871 


complete sequence 
Deltaproteobacteria; 


265678831 


ethylococcaceae; Methylomicrobium. 


Desulfobacter 
Desulfobacter 


ref|NR_029177.1 
282818 284333 


Desulfobacterales; Desulfobacteraceae; 


ref |NR_029136.1| Pediococcus parvulus 


339450 340885 Pediococcus parvulus Bacteria; 


gi 


- indicus strain NCC725 16S ribosomal 


Lactobacillus delbrueckii subsp. indicus Bacteria; 


gi 


G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 
Bacteria_16S 


gi 


Pediococcus. 


265678801 


265678700 


265678664 


RNA, partial sequence 
Firmicutes; 


Lactobacillus 
379741 381255 
Lactobacillales; Lactobacillaceae; 


ref|NR_029106.1 


ref|NR_029005.1] Enhydrobacter 


527192 528675 Enhydrobacter aerosaccus 


ref|NR_028969.1| Caldithrix abyssi 


581868 583371 Caldithrix abyssi Bacteria; 


gi 


762839 764334 Marinobacter 


gi 


gi 


acteria; Gammaproteobacteria; Thiotrichales; 
Bacteria_16S 


gi 


949535 95104 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
Bacteria_16S 


gi 


951100 95259 
mamonadaceae; 


gi 


265678537 


265678511 


complete sequence 
Clostridiales; 


265678503 


265678412 


265678411 


265678410 


psychrophila strain CA 1 16S ribosomal RNA, partial sequence 


psychrophila Bacteria; 


Simplicispira. 


74888 


Bacteria_16S 


Proteobacteria; 


1000212 1000125 21 
chilensis strain Ch-1 16S ribosomal RNA, partial sequence 


108 


Betaproteobacteria; 


gi 


265678378 


Clostridiales Family XVII. 


mamonadaceae; 


Burkholderiales; 


Marinobacter litoralis 
litoralis Bacteria; 
Marinobacter. 
ref|NR_028814.1| Thermaerobacter 

801287 802838 Thermaerobacter 
Incertae Sedis; 


ref|NR_028841.1 


ref|NR_028806.1| Thioalkalimicrobium 


813559 815058 Thioalkalimicrobium cyclicum 
Piscirickettsiaceae; 


Thioalkalimicrobium. 
ref|NR_028714.1| Acidovorax delafieldii 
9 Acidovorax delafieldii Bacteria; 
Acidovorax. 
ref|NR_028713.1| Curvibacter delicatus 
4 Curvibacter delicatus Bacteria; 
Curvibacter. 
ref|NR_028712.1 
952645 954156 


Simplicispira 
Simplicispira 
Comamonadaceae; 


ref|NR_028680.1| Thiomicrospira 


998800 1000269 Thiomicrospira chilensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


74888 


Acetobacter. 
74888 
strain Althfl 16S 
Proteobacteria; 
74888 
naphthalenivorans 
CJ2 Bacteria; 
74888 


Bacteria_16S 
orleanensis strain NBRC 13752 16S ribosomal RNA, partia 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Bacteria_16S 


1096987 1096908 30 


1213605 1213510 13 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
Bacteria_16S 


1377072 1376965 1 


CJ2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkh 
Bacteria_16S 


1484566 1484471 13 


108 


108 


108 


108 


strain SW32 16S ribosomal RNA, partial sequence 


Proteobacteria; 
74888 


Desulfotignum. 
74888 


74888 


74888 
strain DSM 5661 1 
Firmicutes; 
74888 
sibiricum strain 
Bacteria; 
74888 


Thioalkalispira. 
74888 


Swaminathania. 
74888 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
74888 


Bacteria_16S 
agarivorans strain KMM 255 16S ribosomal RNA, partial s 
agarivorans Bacteria; 
Pseudoalteromonas. 
Bacteria_16S 
intestinalis strain DSM 6629 16S ribosomal RNA, partial 
intestinalis Bacteria; 
Bacteria_16S 


Lactobacillales; 
Bacteria_16S 
Z-7981 16S ribosomal RNA, partial sequence 21038 
Firmicutes; Clostridiales; 
Bacteria_16S 
microaerophila strain ALEN 1 16S ribosomal RNA, partial 
microaerophila Bacteria; 


Bacteria_16S 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; 


Bacteria_16S 
KMM300 16S ribosomal RNA, partial sequence 22707 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Bacteria_16S 


1517562 1517487 33 

Proteobacteria; 
1754880 1754773 1 

Proteobacteria; 
1838361 1838286 33 
Firmicutes; 
1839924 1839849 33 
2105205 2105118 19 


Clostridia; 
2127948 2127853 13 


Proteobacteria; 


2161010 2160931 30 


2272196 2272101 13 


2284415 2284308 1 


Gammaproteobacteria; Oceanospirillales; 
Bacteria_16S 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial 
phosphitoxidans Bacteria; 


108 


Deltaproteobacteria; 


108 


Gammaproteobacteria; 


108 


Lactobacillales; 


108 


6S ribosomal RNA, partial sequence 1838512 18400 
Lactobacillaceae; 


106 


108 


Gammaproteobacteria; 


108 


108 


108 


strain A45 16S ribosomal RNA, partial sequence 


Proteobacteria; 
74888 
strain ACEM 9 16S 
Proteobacteria; 
74888 
strain KF46F 16S 
Proteobacteria; 

74888 


Methylobacter. 
74888 
strain KMM 3299 1 
Proteobacteria; 
74888 
strain ATCC 4973 
Proteobacteria; 

74888 
strain CIP 105259 
Proteobacteria; 
74888 


74888 
strain Se-1 16S r 


74888 


Bacteria_16S 


2294941 2294834 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
Bacteria_16S 


2305394 2305287 1 


2440429 2440322 1 
Proteobacteria; 


2443485 2443378 1 


2529649 2529542 1 


2562595 2562488 1 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequen 
naphthovorans Bacteria; 
Bacteria_16S 


2608735 2608629 1 


Proteobacteria; 
2630293 2630210 26 


Deinococci; Thermales; 
2677081 2677002 30 


Gammaproteobacteria; Methylococcales; Methylococc 
Bacteria_16S 


108 


108 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 
Bacteria_16S 
psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; 


108 


108 


6S ribosomal RNA, partial sequence 2442080 24435 
Gammaproteobacteria; Alteromonadales; 
Bacteria_16S 


108 


16S ribosomal RNA, partial sequence 2528225 25296 
Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


108 


108 


Gammaproteobacteria; 


108 


ibosomal RNA, partial sequence 
Deinococcus-Thermus; 
Bacteria_16S 


Thermaceae; 


108 


strain Pd55 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 


Lactobac 


complete 
Gammaproteobacteria; Meth 


gi|265678312 


gi| 224581437 
1212209 12136 


228717818 
13756 


gi 
gi|219857506 
1483159 14846 


219873435 
sequence 


gi 


219878370 
equence 


gi 


219878310 
sequence 
Lactobacillac 
gi| 219878309 


gi 


illus. 
219878117 


gi 


Clostridiaceae; 
gi| 219857650 
sequence 


gi|219857628 
Rhodo 


gi|219857552 


P 


gi] 219857544 
2282981 22844 


gi| 219857535 
2293525 22949 

Shewanellac 
gi|219857526 
2303983 23054 


219857428 
sequence 


gi 


gi|219857424 
Shewanellac 
gi| 219857358 


seudomonad 
219857336 

25611 
seudomonad 
219857263 


gi 


gi 


gi| 219857239 
2628913 26303 
Thermus. 


1 sequence 
Rhodospiri 


olderiales; 


De 


Alteromonadales; 


Chromatiales; 


ref|NR_028614.1 
1095628 109707 
llales; 
ref|NR_027219.1 


Halomona 


ref|NR_027567.1 


ref|NR_025094.1 
Kushneri 
ref|NR_025194.1 

1516159 151759 
sulfobacterales; 


ref|NR_025509.1 
1753455 175495 


ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


ref |NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025239.1 
2126557 212798 
Ectot 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ref|NR_025140.1 
90 2272278 Pseudo 
seudoalteromonad 


ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025123.1 


Shewanella. 
NR_025114.1 


eae; 
ref 


ae; Xenophilus. 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 
ref|NR_025012.1 


Shewanella. 
NR_024946.1 


eae; 
ref 


aceae; Pseudomon 
ref|NR_024924.1 


aceae; Pseudomon 
ref|NR_024894.1 
ce 2607312 260877 


ref|NR_024867.1 


gi] 219857205 


a. 


Acetobacter 
0 Acetobacter 


Acetobacteraceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Halomonadaceae; Ss. 


Polaromonas 


65 1377116 Polaromonas naphthalenivorans 
Comamonadaceae; 


Polaromonas. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
Halomonadaceae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Anoxynatronum 
atronum sibiricum 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Swaminathania 
2 Swaminathania 
tobacteraceae; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Methylobacter marinus 
marinus Bacteria; 
cter. 

Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Pseudomonas mosselii 


68 2562680 Pseudomonas mosselii Bacteria; 


as. 
Neptunomonas 
7 Neptunomonas 


Oceanospirillales; Neptunomonas. 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


ref|NR_024833.1 


Lebetimonas acidiphila 


2675717 2677147 Lebetimonas acidiphila Bacteria; 


74888 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


74888 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


74888 


strain ATCC 49968 
Bacteria; 


74888 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


74888 


japonicum strain 
japonicum Bacteri 


74888 


strain BSB411 16S 
Proteobacteria; 


74888 


SPS-17 16S riboso 
Thermus; 


74888 


strain HN3-7 16S 
Deinococcus-Thermus; 


74888 


strain RF-4 16S r 
Deinococcus-Thermus; 


74888 


halotolerans DSM 
Bacteria; 


74888 


strain B62 16S ri 
Proteobacteria; 


74888 


strain Wai33 16S 
Deinococcus-Thermus; 


74888 


strain YT-1 16S r 
Deinococcus-Thermus; 


74888 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


74888 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


ria; 


ribosomal RNA, 


bosomal RNA, 


2708629 2708550 30 


2757975 2757896 29 
Firmicutes; 


2859534 2859427 1 


2905545 2905466 29 
Firmicutes; 


2932926 2932819 1 


3014924 3014817 1 


3019336 3019253 26 


mal RNA, partial sequence 
Deinococci; 


Thermales; Thermaceae; 
3020860 3020777 26 


Deinococci; Thermales; 
3022382 3022299 26 


Deinococci; Thermales; 
3112905 3112830 33 


3810614 3810507 1 


3877539 3877456 26 


Deinococci; Thermales; 
3879059 3878976 26 


Deinococci; Thermales; 
3975526 3975448 30 


IAM 14222 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 
Bacteria_16S 
strain R18 16S ri 


5936 5858 30 


7397 7319 30 


Clostridia; 


108 


108 


108 


108 


108 


complete sequence 


Betaproteobacteria; Burkholderiales; Comamonadaceae; 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


complete sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
Bacteria_16S 


gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobacteria; 


gi 
ain JCM 11223 16S ribosomal RNA, partial 
Clostridia; 


gi 
16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
gi 
n 7p75a 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 


11383 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


219857183 
sequence 


219857148 


219856885 


219856853 


219856835 
sequence 


Campylobacterales; 


sequence 2756546 27580 
Clostridiales; 


28581 


ref|NR_024811.1 
2707242 27086 


ref|NR_024776.1 


ref |NR_024704.1 


NR_024672.1 


ref |NR_024654.1 
2931509 29329 


6 
Hydrogenimonaceae; 


5 
Clostridiales Family XVII. 


2904128 290561 
Clostridiales Family 


6 


Hydrogenimonas 
3 Hydrogenimonas 


Thermaerobacter 
6 Thermaerobacter 
Incertae Sedis; 


Pseudomonas lundensis 


10 2859620 Pseudomonas lundensis 
Pseudomonadaceae; 


Pseudomonas. 
Thermaerobacter 

5 Thermaerobacter 
XVII. Incertae Sedis; 


Pseudospirillum 
7 Pseudospirillum 


Oceanospirillales; Pseudospirillum. 
108 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
3013492 3015017 Acidovorax defluvii Bacteria; 
Acidovorax. 
108 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus. 
108 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
3019481 3020955 Thermus antranikianii Bacteria; 
Thermaceae; Thermus. 
108 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
3021006 3022477 Thermus igniterrae Bacteria; 
Thermaceae; Thermus. 
108 gi| 219846847 |ref|NR_026439.1| Desulfobacter 
3111517 3112988 Desulfobacter halotolerans 
Desulfobacteraceae; Desulfobacter. 
108 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
3809177 3810705 Pseudomonas flavescens Bacteria; 
Pseudomonas. 
108 gi|219846311|ref|NR_025901.1| Thermus filiformis 
3876152 3877626 Thermus filiformis Bacteria; 
Thermaceae; Thermus. 
108 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
3877677 3879146 Thermus aquaticus Bacteria; 
Thermaceae; Thermus. 
108 gi|219846242|ref|NR_025832.1| Agrobacterium 
complete sequence 3974188 3975556 Agrobacterium 
Rhizobiales; Rhizobiaceae; 
108 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
4584 5982 Bartonella doshiae Bacteria; 
Bartonellaceae; Bartonella. 
108 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
6033 7437 Bartonella taylorii Bacteria; 


strain M6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bartonellaceae; 


74888  Bacteria_16S 17903 17829 34 108 gi|265679052|ref|NR_029360.1 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

74888 Bacteria_16S 95085 95011 34 108 gi|265679000|ref|NR_029308.1 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

74888  Bacteria_16S 165307 165233 34 108 gi|265678953|ref|NR_029261.1 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactoba 
74888 Bacteria_16S 255606 255528 30 108 gi| 265678892 |ref|NR_029200.1 


F186 16S ribosomal RNA, partial sequence 


254252 255652 Afipia broomeae Bacte 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


74888 Bacteria_16S 319107 319029 30 108 gi| 265678848 |ref 

subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 31917 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 
74888  Bacteria_16S 424298 424228 36 106 gi| 265678772 |ref 


strain F12 16S ribosomal RNA, partial sequence 
Bacillales; 
Bacteria_16S 


Firmicutes; 
74888 


Bacillaceae; Bacillus. 


439827 439749 30 108 gi 


422881 42442 


265678762 


Bartonella. 


NR_029153.1 
7 
Bar 
NR_029077.1 


Lactobacillus perolens 
perolens Bacteria; 


Lactobacillus lindneri 
lindneri Bacteria; 


Lactobacillus 
Lactobacillus 

cillus. 

Afipia broomeae strain 
ria; Proteobacteria; 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Bacillus algicola 


5 Bacillus algicola Bacteria; 


ref |NR_029067.1 


Fulvimarina pelagi 


strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 


74888 


rudongensis strai 
rudongensis Bacte 


74888 
coryniformis subs 


Bacteria_16S 


Bacteria_16S 


464266 464188 30 108 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
508846 508772 34 108 gi 
p- torquens strain 30 16S ribosomal RN. 


265678742 
sequence 

ia; Rhizob 
265678713 
A, complet 


ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref |NR_029018.1 
e sequence 


Ancylobacter 

Ancylobacter 
teraceae; Ancylobacter. 

Lactobacillus 

507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


74888  Bacteria_16S 530105 530027 30 108 gi| 265678699 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 53019 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; D 
74888 Bacteria_16S 586254 586184 36 106 gi| 265678662 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 58488 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888  Bacteria_16S 630229 630151 30 108 gi| 265678631 
strain CE2105 16S ribosomal RNA, partial sequence 628893 63029 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
74888  Bacteria_16S 707170 707092 30 108 gi| 265678578 
strain 111-35 16S ribosomal RNA, partial sequence 705889 70720 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 
74888  Bacteria_16S 716272 716194 30 108 gi| 265678571 
strain TH-3 16S ribosomal RNA, partial sequence 714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
74888  Bacteria_16S 768792 768714 30 108 gi| 265678534 
strain J1 16S ribosomal RNA, partial sequence 767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
74888  Bacteria_16S 825569 825491 30 108 gi| 265678496 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

74888  Bacteria_16S 827071 826993 30 108 gi| 265678495 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

74888 Bacteria_16S 843828 843750 30 108 gi| 265678484 
strain AMX51 16S ribosomal RNA, partial sequence 842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
74888  Bacteria_16S 846957 846879 30 108 gi| 265678482 
strain 19 16S ribosomal RNA, partial sequence 845553 84708 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
74888 Bacteria_16S 932285 932207 30 108 gi| 265678424 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial seque 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridial 
74888  Bacteria_16S 955612 955530 26 108 gi| 265678409 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 95569 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
74888  Bacteria_16S 957101 957023 30 108 gi| 265678408 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; R 
Pseudaminobacter. 

74888  Bacteria_16S 1012298 1012200 11 108 gi| 265678370 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 10123 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
74888  Bacteria_16S 1057960 1057882 30 108 gi| 265678339 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 
74888 
1139 16S ribosoma 
Bacillales; Bacil 
74888 
strain M 6 A9 16S 
Firmicutes; Lacto 
74888 
lucentensis strai 
Bacteria; Proteob 
74888 
DSM 15641 16S rib 


Bacteria; Actinobacteria; Coriobacteridae; Coriobacteri 
Cryptobacterium. 
74888  Bacteria_16S 1233187 1233109 30 108 gi 


schoenbuchensis s 
schoenbuchensis B 
74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Lactobacillus. 


ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1087946 1087876 36 
1 RNA, complete sequence 
laceae; Bacillus. 
1092596 1092522 34 108 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1151474 1151396 30 108 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1209079 1209009 36 106 gi 
osomal RNA, partial sequence 


106 gi 


gi 


train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 


1086532 1088056 Bacil 


1091188 10926 


1207714 12091 


al sequenc 
eria; Rhiz 


265678318 


265678315 


illus. 
253680756 
ence 11501 
rillales; 
228715352 
ales; Cori 
219878271 
quence 
cteria; Rh 


1239280 1239202 30 108 gi 


ref |NR_028876.1 


Aminobacte 
NR_028838.1 


eae; 
ref 


Devosia. 
NR_028799.1 
trisii Bacte 


ae; 
ref 
ves 


ref 
ene 


NR_028798.1 
ae Bacteria 


, 


ref |NR_028787.1 


Bosea. 
NR_028785.1 


ae; 
ref 


NR_028726.1 
930884 

es; Clostridiace 
ref|NR_028711.1 
7 Giesbergeria 
ae; Giesbergeri 
ref|NR_028710.1 
955748 957207 
hizobiales; Phyl 


nce 


ref |NR_028672.1 


eae; Shewanella. 
ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref 
lus 


NR_028620.1 
akibai Bacte 


ref|NR_028617.1 
88 Lactobacillus 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_027524.1 
obacterineae; Co 
ref|NR_025410.1 
1231844 123328 
izobiales; Barto 


219878163 


niigataensis strain DSM7050 16S ribosomal RNA, partial sequence 
niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 


ref|NR_029004.1| Deinococcus indicus 

2 Deinococcus indicus Bacteria; 
einococcus. 

ref|NR_028967.1| Bacillus barbaricus 

8 586308 Bacillus barbaricus Bacteria; 
ref|NR_028936.1| Roseospira marina 

8 Roseospira marina Bacteria; 

llaceae; Roseospira. 

ref |NR_028883.1| Dorea longicatena 


4 Dorea longicatena Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
a 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 
Giesbergeria sinuosa 


sinuosa Bacteria; 
a. 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Bacillus akibai strain 
ria; Firmicutes; 


Lactobacillus algidus 
algidus Bacteria; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 


ref |NR_025302.1 
1237929 123939 


Aminobacter 
4 Aminobacter 


74888  Bacteria_16S 1240796 1240718 30 108 gi| 219878162 
aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizob 
74888  Bacteria_16S 1309925 1309847 30 108 gi| 228721488 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequ 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacte 
Hyphomicrobium. 

74888 Bacteria_16S 1311398 1311320 30 108 gi| 228721487 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial s 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobac 
Hyphomicrobium. 

74888  Bacteria_16S 1340515 1340437 30 108 gi| 228721340 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacter 
Magnetospirillum. 

74888  Bacteria_16S 1364785 1364707 30 108 gi| 228719063 
strain ATCC 29176 16S ribosomal RNA, partial sequence 13634 
29176 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococc 
74888  Bacteria_16S 1366214 1366136 30 108 gi| 228719040 
hamburgensis strain X14 16S ribosomal RNA, partial sequence 13648 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
74888  Bacteria_16S 1384498 1384420 30 108 gi|228716944 


strain L1-82 16S 

Bacteria; Firmicu 
74888 
strain SA35 16S r 
Proteobacteria; A 
74888 
51271 16S ribosom 
Firmicutes; Clost 
74888 
paracasei subsp. 
paracasei subsp. 
74888 
strain PC18 16S r 
Firmicutes; Clost 
74888 
strain ATCC 25258 
Bacteria; Firmicu 
74888 
lusatiensis strai 
Bacteria; Proteob 
74888 
faecalis strain g 
Bacteria; Proteob 
74888 
americanum strain 
americanum Bacter 
Sinorhizobium/Ens 
74888 
strain LMG 21880 

Firmicutes; Bacil 
74888 
strain 16351 16S 

Firmicutes; Clost 
74888 
strain 6AG 16S ri 
Firmicutes; Bacil 
74888 
xylanivorans stra 
xylanivorans Bact 
74888 
decolorationis st 
decolorationis Ba 
74888 
alexandrii strain 
alexandrii Bacter 
74888 
strain DSM 497 16 
Firmicutes; Bacil 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 


1383100 13845 


Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


ref|NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales; 
ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


ref|NR_027605.1 
1339181 134062 
Rhodospirill 


Magnetospirillum 
3 Magnetospirillum 
ia; ales; Rhodospirillaceae; 

Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Nitrobacter 
acter hamburgensis X14 


ref |NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Nitrobacter. 
ref|NR_027557.1| Roseburia intestinalis 
81 Roseburia intestinalis L1-82 


tes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

1493624 1493546 30 108 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
ibosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
lphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

1499651 1499573 30 108 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
al RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Catonella. 

1510097 1510023 34 108 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1519021 1518943 30 108 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1526682 1526608 34 108 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1570353 1570275 30 108 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1573369 1573291 30 108 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1580959 1580881 30 108 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 
1631280 1631210 36 


106 gi 


lales; Bacillaceae; Bacillus. 
1671041 1670963 30 108 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1689117 1689047 36 106 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1734994 1734916 30 108 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1803183 1803113 36 106 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1829156 1829078 30 108 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1843025 1842955 36 106 gi 
S ribosomal RNA, partial sequence 
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74888  Bacteria_16S 1940157 1940079 30 108 gi|219878235|ref|NR_025374.1 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 194024 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylob 
Methylobacterium. 

74888  Bacteria_16S 1976625 1976551 34 108 gi|219878211|ref|NR_025350.1 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
74888  Bacteria_16S 2076100 2076022 30 108 gi|219878139|ref|NR_025278.1 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 20762 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
74888  Bacteria_16S 2083884 2083810 34 108 gi|219878134|ref|NR_025273.1 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 208396 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
74888  Bacteria_16S 2085353 2085275 30 108 gi| 219878133 |ref|NR_025272.1 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 20854 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
74888  Bacteria_16S 2095992 2095922 36 106 gi|219878125|ref|NR_025264.1 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 20961 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888 Bacteria_16S 2154982 2154904 30 108 gi|219857632|ref|NR_025221.1 
strain H-8 16S ribosomal RNA, partial sequence 2153652 21550 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritep 
74888  Bacteria_16S 2185368 2185266 7 108 gi|219857609|ref|NR_025198.1 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 218546 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 
Pseudoxanthomonas. 

74888  Bacteria_16S 2221694 2221616 30 108 gi| 219857585 |ref|NR_025173.1 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacte 
74888  Bacteria_16S 2223104 2223026 30 108 gi|219857584|ref|NR_025172.1 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xantho 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xa 
74888  Bacteria_16S 2290383 2290305 30 108 gi|219857539|ref|NR_025127.1 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 22904 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

74888  Bacteria_16S 2296369 2296291 30 108 gi|219857533|ref|NR_025121.1 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 22964 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
74888  Bacteria_16S 2297835 2297757 30 108 gi|219857532|ref|NR_025120.1 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 22979 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
74888 Bacteria_16S 2302266 2302188 30 108 gi|219857529|ref|NR_025117.1 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacter 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

74888  Bacteria_16S 2396264 2396186 30 108 gi|219857463|ref|NR_025051.1 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 23963 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
74888  Bacteria_16S 2467784 2467706 30 108 gi| 219857405 |ref|NR_024993.1 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 24678 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888  Bacteria_16S 2550272 2550194 30 108 gi|219857344|ref|NR_024932.1 
strain C-29 16S ribosomal RNA, partial sequence 2548929 25503 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
74888  Bacteria_16S 2568668 2568590 30 108 gi|219857289|ref|NR_024920.1 
strain AN1 16S ribosomal RNA, partial sequence 2567339 25687 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 
74888  Bacteria_16S 2618038 2617964 34 108 gi|219857254|ref|NR_024885.1 
selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 261812 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactob 
74888  Bacteria_16S 2696358 2696280 30 108 gi|219857191|ref|NR_024819.1 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccha 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
74888  Bacteria_16S 2726663 2726593 36 106 gi|219857170|ref|NR_024798.1 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 27267 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888 Bacteria_16S 2729749 2729679 36 106 gi|219857168|ref|NR_024796.1 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 272981 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacill 
74888  Bacteria_16S 2769915 2769845 36 106 gi|219857138|ref|NR_024766.1 
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74888  Bacteria_16S 2995067 2994989 30 108 gi|219846927|ref|NR_026519.1| Agrobacterium 
larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 2993732 2995168 Agrobacterium 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

74888  Bacteria_16S 3010342 3010268 34 108 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

74888  Bacteria_16S 3106959 3106881 30 108 gi| 219846851 |ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

74888  Bacteria_16S 3125077 3124999 30 108 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

74888  Bacteria_16S 3128035 3127957 30 108 gi|219846837|ref|NR_026429.1| Hyphomicrobium 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3126704 3128141 Hyphomicrobium 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
74888  Bacteria_16S 3129523 3129445 30 108 gi|219846836|ref|NR_026428.1| Hyphomicrobium 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

74888  Bacteria_16S 3147485 3147407 30 108 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

74888  Bacteria_16S 3168875 3168797 30 108 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
74888 Bacteria_16S 3199455 3199377 30 108 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

74888  Bacteria_16S 3238794 3238716 30 108 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 

74888 Bacteria_16S 3240294 3240216 30 108 gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

74888  Bacteria_16S 3297743 3297665 30 108 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

74888  Bacteria_16S 3299270 3299192 30 108 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain $5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

74888 #Bacteria_16S 3308483 3308405 30 108 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

74888  Bacteria_16S 3309945 3309867 30 108 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

74888  Bacteria_16S 3323560 3323490 36 106 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 


aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Methyloba 


108 


42390 


gi|219846041 


Bar 
ref 


7 Cl 
ref 
lus 


4219342 422083 


tonella. 
NR_025651.1 


ostridiaceae 
NR_025650.1 
macyae Bacte 


43 Bartonella chomelii Bacteria; 


Clostridium 
8 Clostridium 
; Clostridium. 

Bacillus macyae strain 
ria; Firmicutes; 


ref|NR_025646.1| Afipia massiliensis 

25 Afipia massiliensis Bacteria; 

ae; Afipia. 

ref|NR_025632.1| Methylobacterium 

11 4240418 Methylobacterium hispanicum 
cteriaceae; Methylobacterium. 

ref|NR_025631.1| Methylobacterium 


4240469 4241874 Methylobacterium aquaticum 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 


74888  Bacteria_16S 8855 8778 30 107 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

74888  Bacteria_16S 14883 14786 11 108 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

74888  Bacteria_16S 177494 177397 11 108 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

74888  Bacteria_16S 179003 178906 11 108 gi| 265678944 |ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

74888  Bacteria_16S 261474 261405 39 108 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 


strain 166 16S ri 


bosomal RNA, partial sequence 


260171 26154 


0 Rhizobium hainanense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
74888  Bacteria_16S 282647 282574 33 106 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

74888 Bacteria_16S 293451 293354 11 108 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 
74888 
69 16S ribosomal 

Gammaproteobacter 
74888 
prausnitzii strai 
prausnitzii Bacte 
74888 
strain DO 14784 1 
Proteobacteria; G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


asteurellaceae; Aggregatibacter. 
487233 487132 7 108 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
595345 595240 1 106 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
992503 992402 7 108 gi 


gi 


al 


74888 


strain JB-A2 16S 
Proteobacteria; 


74888 


strain MBIC3157 1 
Proteobacteria; 


74888 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


DSM 16069 16S rib 


osomal RNA, partial sequence 


265678727 
485792 487320 Vibri 


265678656 
1 sequence 
Rumi 
265678383 
6S ribosomal RNA, partial sequence 991068 99256 


es; 


1174405 11758 


Proteobacteria; Gammaproteobacteria; 


ref 
oO po 


Vibrio ponticus strain 
ria; Proteobacteria; 


NR_029032.1 
nticus Bacte 


Faecalibacterium 
Faecalibacterium 


ref |NR_028961.1 

593943 595404 
nococcaceae; Faecalibacterium. 
ref|NR_028685.1| Citrobacter rodentium 
3 Citrobacter rodentium Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

1001746 1001645 7 108 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1154467 1154370 11 108 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
6S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

1175818 1175721 11 108 gi|228718578|ref|NR_027574.1| Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

74888  Bacteria_16S 1224060 1223983 29 106 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

74888  Bacteria_16S 1343700 1343599 7 108 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 

74888  Bacteria_16S 1403952 1403855 11 108 gi|219857444|ref|NR_025032.1| Pseudoalteromonas 
ulvae strain UL12 16S ribosomal RNA, partial sequence 1402605 1403959 Pseudoalteromonas ulvae 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

74888  Bacteria_16S 1412949 1412852 11 108 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 1413034 Algicola sagamiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 

74888  Bacteria_16S 1508602 1508495 1 108 gi|219846303|ref|NR_025893.1| Neisseria elongata 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 1507158 1508633 Neisseria 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Neisseria. 

74888  Bacteria_16S 1646603 1646506 11 108 gi|219878446|ref|NR_025585.1| Aeromonas simiae 


strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 
219878372 


Proteobacteria; G 
74888 
Firmicutes; Bacil 
74888 


Proteobacteria; G 
74888 


Bacteria_16S 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 


Bacteria_16S 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 17971 


Bacteria_16S 


ammaproteobacteria; Aeromonadales; Aer 
1753296 1753227 36 105 gi 


Bacillus. 
108 


lales; Bacillaceae; 


1797077 1796976 7 gi 


ammaproteobacteria; Vibrionales; Vibrion 


219878338 


aceae; 


1847634 1847533 7 108 gi 


219878304 


livingstonensis strain NF22 16S ribosomal RNA, partial sequence 


livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


Vv 


55 Aeromonas simiae Bacteria; 
e; Aeromonas. 
ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 


ref|NR_025443.1] Shewanella 
1846218 1847712 Shewanella 
Shewanellaceae; 


74888 
strain L1/68 16S 
Proteobacteria; 

74888 


G 


Bacteria_16S 
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ribosomal RNA, partial sequence 
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gi 
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Gammaproteobacter 


74888 


Bacteria_16S 


ia; 
Bacteria_16S 


1 RNA, partial sequence 
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Proteobacteria; G 
74888 
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Proteobacteria; G 
74888 
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74888 
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Proteobacteria; 
74888 
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74888 
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Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
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Bacteria_16S 
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acteria; Gammaproteobacteria; Thiotric 
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in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2737285 2737188 11 108 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


Ss 
gi 


ri 


te 


2794028 2793951 29 106 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3059003 3058906 11 108 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


s 
ia 


se 
ia 


3090524 3090459 43 108 gi 
ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3096512 3096415 11 108 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3271869 3271768 7 108 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3429703 3429606 11 108 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


ia 
rn 


en 


da 


E 


She 


he 
219857606 
6S ribosomal RNA, partial sequence 2188558 21900 
he 
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34282 
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Bacteria_16S 


Bacteria_16S 


acteria; 
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Bacteria_16S 


Bacteria_16S 
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Bacteria_16S 
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16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3569241 35691407 108 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3634378 3634281 11 108 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m. 


on 


le 


al 
ob 


3658836 3658739 11 108 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3660397 3660296 7 108 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3663457 3663356 7 108 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


s 
ri 


qu 
er 


al 
te. 


74888 
strain A089 16S r 


Bacteria_16S 


3750281 3750180 7 108 gi 
ibosomal RNA, partial sequence 


219846530 


219846483 


219846466 


219846465 


219846463 


219846401 
3748871 3750367 Vibrio scophthalmi Bacteria; 
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aceae; V 
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s; Vibri 
sequenc 
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equence 
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ia; Alte 


sequenc 
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ref |NR_025382.1 
acea 
ref 
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e; Ignatzsch 
NR_025269.1 
amosa Bacter 
ref|NR_025267.1 


Shewanella. 
NR_025195.1 


eae; 
ref 


Shewanella. 
NR_025029.1 


eae; 
ref 


ref|NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024793.1 
eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; Shew 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref|NR_024749.1 
2792664 279412 
stridiaceae; Clo 
ref|NR_026475.1 
3057592 305905 
nadales; Succini 


ref |NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_026058.1 

3657404 365891 
omonadales; Shew 
ref|NR_026057.1 

3658961 366046 
romonadales; Sh 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 


ewanellaceae; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Nevskia ramosa strain 
ia; Proteobacteria; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 

Shewanella sairae 


’ 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
anellaceae; 

Shewanella 
8 Shewanella 
ewanellaceae; 


Shewanella. 


Clostridium 
8 Clostridium 
stridium. 

Succinimonas 
3 Succinimonas 
vibrionaceae; 


Granulicatella 
3 Granulicatella 
tella. 
Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shewanella benthica 
ella benthica Bacteria; 


v 


Clostridium 
6 Clostridium 
Clostridium. 

Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Shewanella 
0 Shewanella 
anellaceae; 

Shewanella 
5 Shewanella 


Shewanella. 


Shewanella. 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 


ref |NR_025992.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio scophthalmi 


74888 Bacteria_16S 3813759 3813662 11 108 gi|219846354|ref|NR_025945.1]| Aeromonas 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 

74888  Bacteria_16S 3945782 3945705 31 108 gi|219846262|ref|NR_025852.1| Acidocella facilis 
strain PW2 16S ribosomal RNA, partial sequence 3944448 3945854 Acidocella facilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

74888  Bacteria_16S 3950164 3950087 31 108 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
strain 101 16S ribosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

74888  Bacteria_16S 3951719 3951622 11 108 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

74888  Bacteria_16S 4003458 4003361 11 108 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

74888  Bacteria_16S 4018501 4018404 11 108 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 

74888 Bacteria_16S 4029170 4029073 11 108 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

74888 Bacteria_16S 16361 16289 36 108 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

74888  Bacteria_16S 52909 52837 36 108 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

74888  Bacteria_16S 125738 125666 36 108 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 


moscoviensis Bact 
74888  Bacteria_16S 
strain ATCC 27760 
Bacteria; Firmicutes; 
74888  Bacteria_16S 

oligofermentans s 
oligofermentans B 
74888  Bacteria_16S 
phoeniculicola st 
phoeniculicola Ba 
74888  Bacteria_16S 
halichoeri strain 
halichoeri Bacteria; 
74888  Bacteria_16S 
strain Tf 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacillaceae; 
74888  Bacteria_16S 513348 513276 
devriesei strain 
devriesei Bacteria; 
74888  Bacteria_16S 
pinnipedialis str 
pinnipedialis Bac 
74888 #Bacteria_16S 
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Firmicutes; Lactobacillales; 
74888  Bacteria_16S 799587 799515 36 
strain MOL361 16S 
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74888  Bacteria_16S 
haemoperoxidus st 
haemoperoxidus Ba 
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strain E6844 16S ribosomal RNA, partial 
Firmicutes; Lactobacillales; 
74888  Bacteria_16S 916861 916789 36 
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Bacteria; Firmicutes; 
74888  Bacteria_16S 
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pseudoavium Bacteria; Firmicutes; 
74888  Bacteria_16S 1021400 1021328 36 
strain SK3 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 


310113 310037 30 


Clostridia; 
456797 456725 36 


acteria; Firmicutes; 
474999 474927 36 


cteria; Firmicutes; 
498004 497932 36 


Firmicutes; 
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36 


Firmicutes; 
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16S ribosomal RNA, partial sequence 
Clostridiales; 
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train 2-4 16S ribosomal RNA, partial s 
Lactobacillales; 
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rain JLB-1 16S ribosomal RNA, partial 
Lactobacillales; 


108 


M512/02/1 16S ribosomal RNA, partial 
Lactobacillales; 


108 


sequence 
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108 


CCUG 47156 16S ribosomal RNA, partial 
Lactobacillales; 


108 


ain A/G14/99/10 16S ribosomal RNA, par 
Bacillales; 


108 


ibosomal RNA, partial sequence 
Streptococcaceae; 


108 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


108 


rain 440 16S ribosomal RNA, partial se 
Lactobacillales; 


108 
sequence 


108 


n 1877 16S ribosomal RNA, partial sequ 
Streptococcaceae 


108 


n 47-16 16S ribosomal RNA, partial sequence 
Lactobacillales; 


108 


complete sequence 
Streptococcaceae; 


Jeotgal 


Streptoc 


Enterococ 


ospiraceae 


; Nitrospira. 


gi|265678854|ref|NR_029160.1| Ruminococcus callidus 
308774 310144 Ruminococcus callidus 
Ruminococcaceae; Ruminococcus. 
gi| 265678747 |ref|NR_029052.1| Streptococcus 
equence 455417 456926 Streptococcus 
Streptococcaceae; Streptococcus. 
gi|265678735|ref|NR_029040.1| Enterococcus 
sequence 473588 475066 Enterococcus 
Enterococcaceae; Enterococcus. 
gi|265678720|ref|NR_029025.1| Streptococcus 
sequence 496622 498127 Streptococcus 
Streptococcaceae; Streptococcus. 
gi|265678711|ref|NR_029016.1| Geobacillus debilis 


510382 51190 


265678710 
sequence 
ococcaceae 
265678608 
tial seque 
icoccus. 
gi| 265678529 
775183 77669 
occus. 

gi| 265678513 
798207 79971 
elotrichac 
265678492 
quence 
Enterococca 
gi| 265678446 
896853 89837 
cus. 
265678434 
ence 91544 
; Streptoc 
265678403 


gi 


Strept 
gi 


gi 


gi 


gi 


Enterococcacea 


6 Geobacillus d 


gi| 265678364 


ebilis Bacteria; 


ref|NR_029015.1] Streptococcus 

511957 513395 Streptococcus 
; Streptococcus. 
ref|NR_028913.1| Jeotgalicoccus 
nce 660668 662086 Jeotgalicoccus 
ref|NR_028833.1| Streptococcus sinensis 
4 Streptococcus sinensis Bacteria; 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_028795.1] Enterococcus 

830324 831835 Enterococcus 
ceae; Enterococcus. 
ref|NR_028748.1| Enterococcus avium 
6 Enterococcus avium Bacteria; 
ref|NR_028736.1] Streptococcus 
5 916988 Streptococcus intermedius 
occus; Streptococcus anginosus group. 
ref|NR_028705.1] Enterococcus 

961894 963406 Enterococcus 
e; Enterococcus. 
ref|NR_028666.1| Streptococcus gordonii 


1019984 1021495 Streptococcus gordonii Bacteria; 


Streptococcus. 


74888  Bacteria_16S 
pneumoniae strain 
pneumoniae Bacteria; 
74888 #Bacteria_16S 
strain NS51 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
74888  Bacteria_16S 1118264 1118192 36 
strain I-273 16S 
Firmicutes; Lactobacillales; 
74888  Bacteria_16S 1163615 1163519 13 


DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiothermus silvanus 
Meiothermus. 


Deinococcus-Thermus; 
74888  Bacteria_16S 
pacificum DSM 126 
DSM 12653 Bacteria; 
Carboxydibrachium. 
74888 #Bacteria_16S 


Deinococci; 
1195415 1195343 36 


Firmicutes; 


1225562 1225490 36 


gallinaceus strain CCUG 42692 16S ribosomal RNA, partia 


Thermales; 


Clostridia; 


complete sequence 
Streptococcaceae; 


108 


ribosomal RNA, partial sequence 
Streptococcaceae; 


108 


Thermaceae; 


108 


108 


1023111 10246 
Streptococcus. 


gi 


1116890 11182 
Streptococcus. 


gi 


gi 


53 16S ribosomal RNA, partial sequence 
Thermoanaer 


gi 


265678297 


228720981 


228715634 


219878314 


obacterales; 


1 sequence 


30 Streptococcus 


ref|NR_028598.1 
82 Streptococcus 


ref |NR_027600.1 


ref |NR_027536.1 


ref|NR_025453.1 
1224170 122567 


1022953 1022881 36 108 gi|265678363|ref|NR_028665.1| Streptococcus 
ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1024524 1024452 36 108 gi|265678362|ref|NR_028664.1| Streptococcus mitis 


mitis Bacteria; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Carboxydibrachium 


1194029 1195514 Carboxydibrachium pacificum 
Thermoanaerobacteraceae; 


Streptococcus 
1 Streptococcus 


Streptococcus 
1322385 1323890 


gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
74888  Bacteria_16S 1323797 1323725 36 108 gi| 228715345 |ref|NR_027517.1 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; Streptococcus. 


74888  Bacteria_16S 1409914 1409838 32 108 gi|224581401|ref|NR_024719.1 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 14099 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888  Bacteria_16S 1411409 1411337 36 108 gi|224581432|ref|NR_027214.1 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 141148 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; 

74888 Bacteria_16S 1588685 1588613 36 108 gi|219878486|ref|NR_025625.1 


strain LMG 21727 
Firmicutes; 
74888 
subsp. 
equi subsp. 
74888  Bacteria_16S 
strain ATCC 19645 
Firmicutes; Lactobacillales; 
74888  Bacteria_16S 1765482 1765410 36 
entericus strain 
entericus Bacteria; 
74888 #Bacteria_16S 


Lactobacillales; 
Bacteria_16S 1610204 1610132 36 


ruminatorum Bacteria; 
1745771 1745699 36 


Firmicutes; 
1967639 1967563 32 


108 


108 


108 


108 


strain BM5 16S ribosomal RNA, partial sequence 


Proteobacteria; 
74888  Bacteria_16S 
strain ET-5b 16S 


1969156 1969084 36 


108 


ribosomal RNA, partial sequence 


gi 


ruminatorum strain CECT 5772 16S ribosomal RNA, 


Firmicutes; Lactobacillales; 


gi 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


gi 


Streptococcaceae; 


gi 


1966261 19677 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


gi 


16S ribosomal RNA, partial sequence 1587284 15887 


Enterococcaceae; Enterococcus. 


219878470 


219878377 


219878361 


CECT 5353 16S ribosomal RNA, partial sequence 
Lactobacillales; 


219878217 


219878216 


1967755 19691 


partial sequence 
Streptococcaceae; 


17443 
Streptococcus. 


92 Enterococcus 
ref|NR_025609.1 
160886 


ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025500.1 
1764167 176550 
Streptococcus. 
ref|NR_025356.1 


Thiocapsa. 
ref|NR_025355.1 


Firmicutes; Bacil 
74888 
taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


Bacteria_16S 


lales; Bacillales Family X. Incertae Sed 
2156478 2156402 30 106 gi 
n LS-293 16S ribosomal RNA, partial sequ 
ria; Actinobacteria; Rubrobacteridae; Ru 
Rubrobacter. 


is; 


219857631 
ence 2 
brobacterale 


Thermica 
ref 


155131 215660 


74888 


strain ATCC 29178 
Firmicutes; 


74888 


alkaliphilus stra 
Bacteria; 


74888 


yonseiensis strai 
Bacteria; 


74888 


aquimarina strain SW28 16S ribosomal RNA, partial sequence 


Bacteria; Planococcaceae; 


74888 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequen 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Lactobacillales; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


2259757 2259685 36 


2314500 2314428 36 


Bacillales; 
2388690 2388618 36 


Clostridia; 
2399264 2399192 36 


Bacillales; 
2449568 2449496 36 


108 


108 


108 


108 


108 


gi 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


gi 


in T8 16S ribosomal RNA, partial sequence 
Salinicoccus. 


gi 


n KBl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


gi 


219857560 
22583 


Streptococcus. 


219857520 
23131 


219857468 
23873 


219857461 
23978 


Sporosarcina. 


gi 


olivapovliticus Bacteria; Firmicutes; Lactobacillales; 


74888 


versutus strain AL2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 


74888 


Bacteria_16S 


Bacteria_16S 


2472349 24722411 


2590203 2590131 36 


108 


108 


gi 


gi 


strain ATCC 43186 16S ribosomal RNA, partial sequence 
Enterococcus. 


Firmicutes; 


Lactobacillales; 


Enterococcaceae; 


219857420 


219857402 
24709 


219857275 


ref 


ref 


ref 


ref 


ref 


ref 


45 2259880 Strept 


25 2314583 Salini 


07 2388807 Thermo 
Thermoanaer 


69 2399376 Sporos 
ce 2448175 244968 
Carnobacteriac 


21 2472353 Thioal 
Ectothio 


nus. 
NR_025220.1 
s; Rubrobact 


NR_025148.1 


NR_025108.1 


NR_025056.1 
obacteraceae 
NR_025049.1 
NR_025008.1 


eae; Alkalib 
NR_024990.1 


rhodospirace 


ref 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Streptococcus 
6 Streptococcus 


Streptococcus. 


Enterococcus italicus 


italicus Bacteria; 


Streptococcus equi 

3 1610272 Streptococcus 
Streptococcus. 
Streptococcus ratti 
ococcus ratti Bacteria; 


Streptococcus 
1 Streptococcus 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Rubrobacter 
6 Rubrobacter 
erineae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Salinicoccus 
coccus alkaliphilus 


Thermoanaerobacter 

anaerobacter yonseiensis 

; Thermoanaerobacter. 
Sporosarcina 

arcina aquimarina 


Alkalibacterium 

1 Alkalibacterium 
acterium. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 


NR_024906.1 


Enterococcus mundtii 


2588800 2590328 Enterococcus mundtii Bacteria; 


74888 
strain ATCC 51266 
Firmicutes; Lacto 
74888 
strain GSL-But2 1 
Proteobacteria; D 
74888 
parasanguinis str 
parasanguinis ATC 
74888 
sanguinis strain 
sanguinis Bacteri 
74888 
psychrotolerans s 
psychrotolerans B 
74888 
psychrotolerans s 
psychrotolerans B 
74888 
strain 176 16S ri 
Firmicutes; Lacto 
74888 
raffinosus strain 
raffinosus Bacter 
74888 
oxalivorans strai 
oxalivorans Bacte 
74888 
oxalaticus strain 
Bacteria; Firmicu 
74888 
thoraltensis stra 
Bacteria; Firmicu 
74888 
strain DSM 5156 1 
Firmicutes; Clost 
74888 
strain NCIMB 629 
Firmicutes; Bacil 
74888 
strain NCFB 2890 
Firmicutes; Lacto 
74888 
funditum strain p 
Bacteria; Firmicu 
74888 
strain ATCC 27255 
Firmicutes; Clost 
74888 
muriaticus strain 
Bacteria; Firmicu 
74888 
saccharolytica st 
saccharolytica Ba 
Soehngenia. 

74888 
strain ON59 16S r 
Firmicutes; Lacto 
74888 
thalassicus strai 
thalassicus Bacte 
74888 
marimammalium str 
marimammalium Bac 
74888 
strain NA 1 16S r 
Proteobacteria; B 
74888 
strain NCTC 10617 
Proteobacteria; B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


train IDR2-2 16S ribosomal RNA, partia 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2593356 2593284 36 108 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2642443 2642371 36 108 gi 


eltaproteobacteria; Desulfobacterales; 
2664933 2664861 36 108 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2666495 2666423 36 108 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2681648 2681576 36 108 gi 


acteria; Firmicutes; Lactobacillales; 
2732783 2732711 36 108 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
2963079 2963007 36 108 gi 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
3025431 3025359 36 108 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3122029 3121957 36 108 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123576 3123504 36 108 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3217465 3217393 36 108 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3375378 3375306 36 108 gi 


Halobacteroida 
108 gi 


ridia; Halanaerobiales; 
3610383 3610311 36 


Planococcus. 
108 


lales; Planococcaceae; 
3614895 3614823 36 gi 
bacillales; Carnobacteriaceae; Alloioc 
3812178 3812106 36 108 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3833522 3833445 29 106 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Ruminococcaceae; 
3897732 3897660 36 108 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
4072937 4072861 30 106 gi 
rain BOR-Y 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 


4118268 4118196 36 108 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
4184357 4184281 30 106 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
4243316 4243244 36 108 gi 
ain M54/01/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; St 
681831 681748 25 108 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
683236 683153 25 108 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 


gi 


74888 
strain NVI 88/478 
Proteobacteria; G 


Bacteria_16S 


6S ribosomal RNA, partial sequence 2641027 26425 


2961676 29631 


6S ribosomal RNA, partial sequence 3374001 33754 


16S ribosomal RNA, partial sequence 3608971 36104 


16S ribosomal RNA, partial sequence 3613485 36150 


219857273 
25919 


ref 


cus. 
219857230|ref 
Desulfoba 
219857214 
ial sequen 
illales; §s 
219857213 
sequence 

ococcaceae 
219857202 
1 sequence 
Carnobacte 
219857166 
sequence 
Carnobacte 
219856815 


cter 
ref 


trep 
ref 
7 St 
ref 


riac 
ref 


riac 
ref 


occus. 
219846907 
quence 

ococcaceae 
219846841 
equence 3 
llaceae; Aneur 
219846840 |ref 
ence 31221 
urinibacil 
219846776 
ence 32160 
; Streptoc 
219846667 


ref 


; En 
ref 


lus 
ref 


occu 
ref 
ia. 

ref 


ceae; Oren 
219846499 


711672 711577 13 108 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; 


38 2593451 Enter 


73 Desulfocella 


ce 2663526 26650 


2665089 26665 


2680270 26817 


2731401 27328 


71 Streptococcus 


3024035 30254 


120644 31221 


91 3123687 Ammoni 


71 3217589 Strept 


NR_024904.1 


NR_024858.1 


aceae; Desul 
NR_024842.1 
3 
tococcaceae; 
NR_024841.1 
4 
reptococcus. 
NR_024830.1 
6 
eae; Alkalib 
NR_024794.1 
5 
eae; Marinil 
NR_024634.1 


NR_026499.1 
5 
terococcus. 
NR_026433.1 
4 
inibacillus 
NR_026432.1 


group; Ammon 
NR_026368.1 


S. 
NR_026259.1 


NR_026091.1 


fo} 


Enterococcus dispar 
coccus dispar Bacteria; 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Streptococcus porcinus 
porcinus Bacteria; 


Enterococcus 
9 Enterococcus 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Streptococcus 
ococcus thoraltensis 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


219846496|ref|NR_026088.1| Alloiococcus otitis 
09 Alloiococcus otitis Bacteria; 
occus. 
219846355|ref|NR_025946.1| Carnobacterium 
3810756 3812276 Carnobacterium funditum 
e; Carnobacterium. 
219846340|ref|NR_025930.1| Ruminococcus bromii 
3832173 3833552 Ruminococcus bromii Bacteria; 
Ruminococcus. 
219846297 |ref|NR_025887.1| Tetragenococcus 
ce 3896331 3897842 Tetragenococcus muriaticus 
Tetragenococcus. 
219846171|ref|NR_025761.1| Soehngenia 
sequence 4071551 4073044 Soehngenia 
idiales; Clostridiales Family XI. Incertae Sedis; 
219846139|ref|NR_025729.1| Streptococcus minor 
4116858 4118354 Streptococcus minor Bacteria; 
occus. 
219846088|ref|NR_025678.1| Tepidibacter 
quence 4183005 4184408 Tepidibacter 
ales; Peptostreptococcaceae; Tepidibacter. 
219846040] ref|NR_025630.1| Streptococcus 
1 sequence 4241925 4243424 Streptococcus 
reptococcaceae; Streptococcus. 
265678595|ref|NR_028900.1| Neisseria animalis 
680477 681831 Neisseria animalis Bacteria; 
eriaceae; Neisseria. 
265678594|ref|NR_028899.1| Neisseria lactamica 
681882 683236 Neisseria lactamica Bacteria; 
eriaceae; Neisseria. 
265678575|ref|NR_028880.1| Moritella viscosa 


710239 711741 Moritella viscosa Bacteria; 


Alteromonadales; Moritellaceae; Moritella. 


74888 


Bacteria_16S 
sibiricum strain 


901448 901341 1 108 gi 
AL7 16S ribosomal RNA, partial sequenc 


265678444 


90001 


ref|NR_028746.1| Thioalkalimicrobium 


Bacteria; 


74888 


kuenenii strain J 
Bacteria; 


74888 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas. 


74888 


strain DB21MT-5 1 


74888 


strain SP1402 16S 


74888 


strain HS-5 16S r 


74888 


strain LMG 20536 


74888 


strain 2674 16S r 


74888 


strain 2693 16S r 


74888 


strain Pss 26 16S 


74888 


fermentum strain 
Bacteria; 


74888 


strain Z-7792 16S 
Firmicutes; 


74888 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


74888 


didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


teria; 


998720 998613 1 


1006255 1006161 13 
Proteobacteria; 


1112203 1112108 13 


1579531 1579424 1 


1706141 1706058 26 


1798632 1798531 7 


1929689 1929594 13 


1931225 1931130 13 


2147490 2147383 1 


2191502 2191431 36 


Proteobacteria; 


2417772 2417701 36 


108 


108 


Gammaproteobact 


108 


108 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


108 


ibosomal RNA, partial sequence 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophil 


108 


108 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


108 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


108 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


107 


Gammaproteobacteria; Meth 


107 


didelphis Bacteria; Firmicutes; Lactobacillales; 


74888 


olearium strain SR1 16S ribosomal RNA, partial sequence 


Bacteria; Clostridiales; 


74888 


alcaliphila strai 


alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudo 
Pseudomonas. 
74888  Bacteria_16S 2973792 2973685 1 108 gi|219846941 


citronellolis str 


Bacteria_16S 


Bacteria_16S 


Firmicutes; Clostridia; 


citronellolis Bacteria; 


Pseudomonas. 
74888 


Bacteria_16S 


2505322 2505244 30 


2816676 2816569 1 


Proteobacteria; 


3366396 3366325 35 


108 


108 


Gammaproteobacteria; 


106 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


B-Al 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


gi 


6S ribosomal RNA, partial sequence 1110771 11122 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


gi 
15 


gi 
17 


gi 


16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi 


1928261 19297 


gi 


1929813 19313 


gi 


2146078 21475 


gi 


Z-7984 16S ribosomal RNA, partial sequence 21901 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


2192997 2192928 39 108 gi| 219857604 
ribosomal RNA, partial sequence 2191612 21930 
Bacillales; Bacillaceae; Amphibacillus. 
2413124 2413017 1 108 gi| 219857452 
ain AML-D4 16S ribosomal RNA, partial sequence 


gi 


Streptococcaceae 


gi 


Lachnospiraceae; 


gi 


n AL15-21 16S ribosomal RNA, partial sequence 


ain DSM 50332 16S ribosomal RNA, partial 


gi 


265678379 
99729 


265678374 


265678301 


219846381 


78118 15795 


219878404 


04738 17061 


219878337 


219878242 


219878241 


219857637 


219857605 


219857448 


219857379 


25039 


219856913 


sequenc 
Pseu 


219846673 


ref |NR_028676.1 


ref |NR_028602.1 
Moritella. 


ref|NR_025972.1 


ref|NR_025543.1 


aceae; 
ref|NR_025476.1 


ref |NR_025381.1 
Moritella. 
ref|NR_025380.1 
Moritella. 
NR_025226.1 


ae; 
ref 


ref |NR_025193.1 


ref|NR_025192.1 
37 Amphibacillus 
ref |NR_025040.1 
ylococcales; 


ref|NR_025036.1 


2815260 281674 
monadales; 


ref |NR_026533.1 
e 2972376 297388 


3 901506 Thioalkalimicrobium sibiricum 
Piscirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028681.1| Thiomicrospira 


1 998749 Thiomicrospira kuenenii 
Piscirickettsiaceae; 


Thiomicrospira. 
Pseudoalteromonas 


ain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 


eria; Alteromonadales; Pseudoalteromonadaceae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 
Pseudomonas. 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
Thermoleophilum. 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
Pseudomonas. 


Amphibacillus 


08 2191561 Amphibacillus fermentum 


Amphibacillus tropicus 
tropicus Bacteria; 


Methylosarcina 


2411699 2413210 Methylosarcina 
Methylococcaceae; 


Streptococcus 


2416361 2417865 Streptococcus 


; Streptococcus. 

ref|NR_024967.1| Sporobacterium 
25 2505435 Sporobacterium olearium 
Sporobacterium. 

ref|NR_024734.1] Pseudomonas 


8 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas 
5 Pseudomonas 


proteoclasticus strain DSM 12679 16S ribosomal RNA, partial 


seque 


domonadales; Pseudomonadaceae; 


ref 
nce 


NR_026265.1| Caloramator 
3365034 3366453 Caloramator 


proteoclasticus B 


74888 


strain DSK1 16S r 


74888 


salexigens strain 
Bacteria; 


74888 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; 


eria; 


Firmicutes; 
3953275 3953180 13 


3971135 3971068 41 


4124482 4124387 13 
Proteobacteria; 


4129020 4128913 1 


Clostridia; 


108 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


108 


108 


108 


Clostridiales; 


gi 


3951843 39533 


gi 


WS 68 16S ribosomal RNA, partial sequence 39698 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


gi 


in Gerl. 236/81 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


gi 


219846257 


219846245 


219846134 


Paste 


219846131 


Clostridiaceae; 
ref|NR_025847.1 


urellales; 


ref 


halophilus strain JC2043 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 


NR_025721.1 
127615 412904 


rs 


Caloramator. 
Moritella japonica 


48 Moritella japonica Bacteria; 


ae; Moritella. 

ref|NR_025835.1| Rhodothalassium 

17 3971134 Rhodothalassium salexigens 
hodobacteraceae; Rhodothalassium. 
ref|NR_025724.1| Volucribacter 

nce 4123103 4124536 Volucribacter 


Pasteurellaceae; 


Aestuariibacter 
8 Aestuariibacter 


74888 #Bacteria_16S 
salexigens strain 


4130509 4130402 1 
JC2042 16S ribosomal RNA, partial sequence 


108 gi 


219846130|ref 


rs 


129099 41305 


NR_025720.1 
3 


Aestuariibacter 
7 Aestuariibacter 


salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

74888  Bacteria_16S 37685 37607 30 108 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

74888  Bacteria_16S 55949 55875 34 108 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

74888  Bacteria_16S 60500 60398 7 108 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

74888  Bacteria_16S 62048 61946 7 108 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

74888  Bacteria_16S 142476 142398 30 108 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

74888 Bacteria_16S 146951 146873 30 108 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

74888  Bacteria_16S 153018 152940 30 108 gi| 265678961 |ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888  Bacteria_16S 189731 189653 30 108 gi|265678937|ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888  Bacteria_16S 260086 260008 30 108 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

74888 #Bacteria_16S 270537 270467 36 106 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacterales Family I 


Thermoanaerobacte 
74888  Bacteria_16S 
rhabdoformis stra 
Bacteria; Proteob 
74888  Bacteria_16S 
strain 2678 16S r 


group. 
74888  Bacteria_16S 
strain MK (Kaplan 


fever group. 
74888 #Bacteria_16S 
strain B 16S ribo 
Alphaproteobacteria; 
74888  Bacteria_16S 
strain MB312 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


74888  Bacteria_16S 
strain 941 16S ri 


74888  Bacteria_16S 
strain AS130 16S 


74888  Bacteria_16S 
hongkongensis str 
hongkongensis Bac 
Loktanella. 

74888  Bacteria_16S 
strain A3 16S rib 


285784 285706 


in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 


316153 316075 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


317617 317539 


) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


351241 351163 


352697 352619 


ribosomal RNA, partial sequence 


354158 354080 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


355617 355539 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


358500 358422 


ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


366034 365956 


osomal RNA, partial 


Proteobacteria; Alphaproteobacteria; 


74888  Bacteria_16S 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 


372007 371929 


somal RNA, partial sequence 349928 351312 Parac 
Rhodobacterales; 


II. Incertae Sedis; Thermo 
30 108 gi|265678870|ref|NR_029176.1 
ence 284384 285824 Desulf 
acterales; Desulfobulbacea 
30 108 gi|265678850|ref|NR_029155.1 
314818 31623 
kettsiaceae; Rickettsieae; 
30 108 gi| 265678849 |ref|NR_029154.1 
316282 317695 Ricket 
kettsiaceae; Rickettsieae; 
30 108 gi| 265678824 |ref|NR_029129.1 
occus kocurii Ba 
Rhodobacteraceae; Paracoccus. 
30 108 gi| 265678823 |ref|NR_029128.1 
351363 35277 
biaceae; Rhodobium. 
30 108 gi| 265678821 |ref|NR_029126.1 
352821 35423 
Hyphomicrobiaceae; Rhodoplanes. 
30 108 gi|265678820|ref|NR_029125.1 
354284 35569 
Hyphomicrobiaceae; Rhodoplanes. 
30 108 gi| 265678816 |ref|NR_029121.1 
partial sequence 357208 
eria; Rhodobacterales; Rho 
30 108 gi|265678811|ref|NR_029116.1 
sequence 364736 36609 
Rhodobacterales; Rhodobacteraceae; Salipiger 
30 108 gi| 265678807 |ref|NR_029112.1 


anaerobacterium. 
Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 

Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 


Rickettsia akari 
tsia akari Bacteria; 


Rickettsia; spotted 


Paracoccus kocurii 
cteria; Proteobacteria; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Pseudovibrio 


370665 372098 Pseudovibrio 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Pseudovibrio. 


74888 
lavamentivorans 
lavamentivorans 
Parvibaculum. 
74888 
strain PL7HG1 16 
Proteobacteria; 
74888 
saerimneri strai 
saerimneri Bacte 
74888 
populi BJ001 16S 
Bacteria; Proteo 
74888 
ushuaiensis stra 
Bacteria; Proteo 
74888 
vestfoldensis st 
vestfoldensis Ba 
Loktanella. 
74888 
helgolandensis s 
helgolandensis B 
Jannaschia. 
74888 
strain Z 4493 16 
Firmicutes; Clos 
74888 
rhizophila strai 
Bacteria; Proteo 
74888 
N7 16S ribosomal 
Gammaproteobacte 
74888 
biprosthecium st 
biprosthecium Ba 
Asticcacaulis. 
74888 
strain M39 16S r 
Proteobacteria; 
74888 
strain W1219 16S 
Firmicutes; Erys 
74888 
strain CFBP 4188 
Proteobacteria; 
74888 
yuanmingense str 
yuanmingense Bac 
Bradyrhizobium. 
74888 
nubinhibens stra 
Bacteria; Proteo 
74888 
strain DSS-3 16S 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


16S 382651 382573 30 108 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


s 
B 


16S 384165 384087 30 108 

S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Brady 
16S 411945 411871 34 108 gi 
n GDA154 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Lacto 
16S 416684 416606 30 108 gi 
ribosomal RNA, partial sequence 
bacteria; Alphaproteobacteria; Rhizobia 
16S 488781 488703 30 108 gi 
in Ul 16S ribosomal RNA, partial sequen 
bacteria; Gammaproteobacteria; Oceanosp 
16S 504195 504117 30 108 gi 
ain R-9477 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


gi 


r 
Cc 


16S 
t 
a 


572789 572711 30 108 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


16S 633237 633167 36 106 

S ribosomal RNA, partial sequence 
tridia; Clostridiales; Eubacteriaceae; 

16S 639393 639291 7 108 gi 
n e-pl0 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Xanthomo 
16S 660531 660453 30 108 gi 
RNA, partial sequence 
ria; Pseudomonadales; Moraxellaceae; Mo 
16S 720970 720892 30 108 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 


xr 
c 
16S 788879 788770 1 108 
ibosomal RNA, partial sequence 

Gammaproteobacteria; Thiotrichales; Pis 
16S 863551 863477 34 108 gi 
ribosomal RNA, partial sequence 
ipelotrichi; Erysipelotrichales; Erysip 
16S 868165 868063 7 108 gi 


gi 


Gammaproteobacteria; Xanthomonadales; X 
16S 871175 871097 30 108 gi 
ain BO71 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobacte 
16S 929226 929148 30 108 gi 
in ISM 16S ribosomal RNA, partial seque 
bacteria; Alphaproteobacteria; Rhodobac 
16S 930709 930631 30 108 gi 
ribosomal RNA, partial sequence 


382807 38428 


415329 41680 


631874 63335 


659171 660617 Morax 


787469 78896 


862181 86365 


16S ribosomal RNA, partial sequence 866725 86827 


929371 93083 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
74888  Bacteria_16S 933864 933790 34 108 gi| 265678423 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillacea 
74888  Bacteria_16S 1013775 1013697 30 108 gi| 265678369 
strain GP1l1 16S ribosomal RNA, partial sequence 1012401 10138 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
74888  Bacteria_16S 1015271 1015193 30 108 gi| 265678368 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Morax 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
74888  Bacteria_16S 1016767 1016689 30 108 gi| 265678367 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 10168 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
74888  Bacteria_16S 1018264 1018186 30 108 gi| 265678366 


L-3 16S ribosomal RNA, pa 


rtial sequence 


265678800 
sequence 
cteria; Rh 
265678799 


rhizobiace 
265678780 
uence 
bacillacea 
265678777 


les; Methy 
265678726 
ce 48737 
irillales; 
265678716 
sequence 

eria; Rhod 


265678671 
sequence 
teria; Rho 


265678629 


Acetobacte 
265678625 
ence 63798 
nadales; X 
265678609 


raxella. 

265678568 
1 sequence 
eria; Caul 


265678520 


ciricketts 
265678470 


elotrichac 
265678467 


anthomonad 
265678465 
uence 
ria; Rhizo 
265678426 
nce 92790 
terales; R 
265678425 


ref|NR_029105.1| Parvibaculum 

381306 382756 Parvibaculum 
izobiales; Phyllobacteriaceae; 
ref|NR_029104.1| Bradyrhizobium betae 
9 Bradyrhizobium betae Bacteria; 
ae; Bradyrhizobium. 
ref |NR_029085.1| Lactobacillus 

410506 412073 Lactobacillus 
e; Lactobacillus. 
ref|NR_029082.1| Methylobacterium 
5 Methylobacterium populi BJ001 
lobacteriaceae; Methylobacterium. 
ref|NR_029031.1| Marinomonas 
1 488866 Marinomonas ushuaiensis 
Marinomonas. 
ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_028976.1| Jannaschia 

571472 572837 Jannaschia 
dobacterales; Rhodobacteraceae; 
ref|NR_028934.1| Acetobacterium tundrae 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref |NR_028930.1| Stenotrophomonas 
2 639478 Stenotrophomonas rhizophila 
anthomonadaceae; Stenotrophomonas. 
ref|NR_028914.1| Moraxella canis strain 


ella canis Bacteria; Proteobacteria; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


ref |NR_028872.1 
719632 721036 

obacterales; Cau 

ref|NR_028824.1| Methylophaga alcalica 

2 Methylophaga alcalica Bacteria; 

iaceae; Methylophaga. 

ref|NR_028773.1| Bulleidia extructa 

9 Bulleidia extructa Bacteria; 

eae; Bulleidia. 

ref|NR_028770.1| Xanthomonas cynarae 

6 Xanthomonas cynarae Bacteria; 

aceae; Xanthomonas. 

ref|NR_028768.1| Bradyrhizobium 
869838 871263 Bradyrhizobium 

biales; Bradyrhizobiaceae; 


Roseovarius 
arius nubinhibens 


ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 
3  Ruegeria pomeroyi Bacteria; 


ella 


aceae; Ruegeria. 

ref|NR_028725.1| Lactobacillus 
932436 934005 Lactobacillus 

e; Lactobacillus. 

ref|NR_028671.1| Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 


ref|NR_028669.1 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


ae; Moraxella. 


ref 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


NR_028668.1 


1016889 1018335 Moraxella bovis Bacteria; 


Moraxella bovis strain 
Proteobacteria; 


74888 
acidiphilus strai 
acidiphilus Bacte 
74888 Bacteria_16S 
strain YIT 0455 1 


Bacteria_16S 


1064094 1064024 36 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1083401 1083327 34 
6S ribosomal RNA, partial sequence 1082049 10834 


106 gi 


108 gi 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

74888  Bacteria_16S 1130319 1130241 30 108 gi|253680770|ref|NR_028018.1 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

74888  Bacteria_16S 1143956 1143878 30 108 gi|253680761|ref|NR_028009.1 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 114408 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Pannonibacter. 

74888  Bacteria_16S 1166681 1166607 34 108 gi|228720470|ref|NR_027592.1 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spirofor 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

74888  Bacteria_16S 1204525 1204455 36 106 gi|228715356|ref|NR_027528.1 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collin 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterine 
Collinsella. 

74888  Bacteria_16S 1206032 1205962 36 106 gi|228715355|ref|NR_027527.1 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Co 
Collinsella. 

74888  Bacteria_16S 1303846 1303768 30 108 gi|219846514|ref|NR_026106.1 


cellulosolvens 6 
Bacteria; Firmicu 
74888 
506 16S ribosomal 
Alphaproteobacter 
74888 
pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 
74888 
Och 149 16S ribos 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Eubact 
gi 


tes; Clostridia; Clostridiales; 
1306939 1306861 30 108 
RNA, complete sequence 
ia; Rhizobiales; Xanthobacteraceae; St 
1312962 1312860 7 108 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1352823 1352745 30 
omal RNA, partial sequence 


108 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


74888 
antarcticus strai 
Bacteria; Proteob 
74888 


strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 13709 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
74888  Bacteria_16S 1380003 1379925 30 108 gi|228717469|ref|NR_027563.1 
HEL-45 16S ribosomal RNA, partial sequence 1378686 1380064 Oceanibulbus indolife 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanibul 
74888  Bacteria_16S 1397930 1397852 30 108 gi|228715764|ref|NR_027539.1 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 139803 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Met 
Methylobacterium. 

74888  Bacteria_16S 1420513 1420441 36 108 gi| 224581445 |ref|NR_027227.1 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888 Bacteria_16S 1429857 1429755 7 108 gi|224581439|ref|NR_027221.1 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 142992 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xant 
Lysobacter. 

74888 Bacteria_16S 1445214 1445136 30 108 gi|224581424|ref|NR_027205.1 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 144534 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rh 
Thalassobacter. 

74888  Bacteria_16S 1496612 1496534 30 108 gi| 219846691 |ref|NR_026283.1 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 1495267 1496682 Tolumo 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tol 
74888  Bacteria_16S 1611625 1611547 30 108 gi|219878469|ref|NR_025608.1 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 161174 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Roseisalinus. 

74888 Bacteria_16S 1613105 1613027 30 108 gi|219878468|ref|NR_025607.1 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


1363291 1363213 30 108 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1370893 1370815 30 108 gi 


16S ribosomal RNA, partial sequence 1302478 13039 
eriaceae; 
219846269 
1305606 1307012 Stark 
arkeya. 
228721465 
sequence 
eria; 


nce 


265678335 
uence 
acillaceae 

265678321 


228720499 
1351515 1352883 Roseo 
hodobacter 
228719132 


teral 
228718299 


ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref |NR_028623.1 
61 Lactobacillus 


cterium. 
NR_025859.1 
novella Bact 


Euba 
ref 
eya 


ref|NR_027606.1 

1311542 131304 
Xanthomonadales; Xan 
ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027572.1 


13619 
es; R 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Lactobacillus equi 
equi Bacteria; 


Rickettsia rickettsii 

Bacteria; 

Rickettsia; spotted 
Pannonibacter 

2 Pannonibacter 


dobacteraceae; 


Clostridium spiroforme 


me DSM 1552 Bacteria; 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Starkeya novella DSM 
eria; Proteobacteria; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Roseisalinus 
3 Roseisalinus 
bacteraceae; 


1611794 161320 


Loktanella 
8 Loktanella 


fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


74888 
inopinata strain 
Bacteria; 
74888  Bacteria_16S 
strain R-13291 16 
Proteobacteria; 
74888 #Bacteria_16S 
strain R-10289 16 
Proteobacteria; 
74888 


Bacteria_16S 


Bacteria_16S 


echinoides strain IMET 10491 16S ribosomal RNA, partial 
echinoides Bacteria; Proteobacteria; Alphaproteobacteri 


74888  Bacteria_16S 


strain R-8904 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanell 
74888  Bacteria_16S 1982855 1982777 30 108 gi| 219878207 |ref|NR_025346.1 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; C 
74888 Bacteria_16S 1984440 1984362 30 108 gi| 219878206 |ref|NR_025345.1 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 198455 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangii 
Chondromyces. 

74888  Bacteria_16S 1986024 1985946 30 108 gi|219878205|ref|NR_025344.1 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 198614 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiin 
Chondromyces. 

74888 Bacteria_16S 1987605 1987527 30 108 gi|219878204|ref|NR_025343.1 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 198770 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobac 
Cystobacteraceae; Cystobacter. 

74888  Bacteria_16S 2033050 2032980 36 106 gi|219878174|ref|NR_025313.1 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

74888  Bacteria_16S 2042347 20422457 108 gi| 219878167 |ref|NR_025306.1 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 204243 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
Pseudoxanthomonas. 

74888  Bacteria_16S 2043907 2043805 7 108 gi|219878166|ref|NR_025305.1 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 
74888  Bacteria_16S 
strain B1953/27.1 
Proteobacteria; 
74888  Bacteria_16S 
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Firmicutes; Clost 
74888  Bacteria_16S 
hydrothermalis st 


hydrothermalis Bacteria; 


Thermomonas. 
74888 #Bacteria_16S 
inexpectatum stra 


Albidovulum. 
74888  Bacteria_16S 
mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 

74888 #Bacteria_16S 
thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 
74888  Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
acteria; Gammaproteobacteria; Xanthomonadales; 


Bacteria; Proteob 
74888  Bacteria_16S 
acidaminiphila st 


acidaminiphila Bacteria; 


Stenotrophomonas. 
74888  Bacteria_16S 


strain LSv514 16S ribosomal RNA, partial sequence 


acteria; 


ridia; 


acteria; 


1632810 1632736 34 


143-02 16S ribosomal RNA, partial sequ 
Firmicutes; Erysipelotrichi; Erysipelotrichal 


1654146 1654044 7 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 
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S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; xX 


1704616 1704538 30 


1712155 1712077 30 
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Gammaproteobacteria; 


Proteobacteria; 


2045482 2045380 7 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


2060888 2060815 33 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


Clostridiales; 
2094477 2094375 7 


rain SGM-6 16S ribosomal RNA, partial 
Gammaproteobac 


Proteobacteria; 


2153498 2153420 30 


in FRR-10 16S ribosomal RNA, partial s 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacte 


2256748 2256670 30 


ain 86FS1 16S ribosomal RNA, partial s 
teria; 


Proteobacteria; 


2287384 2287290 15 


train ARh 2 16S ribosomal RNA, partial 
Gammaproteobacteria; 


Proteobacteria; 


2319023 23189217 


2320615 2320513 7 


rain AMX 19 16S ribosomal RNA, partial 
Gammaproteobac 


Proteobacteria; 


2525078 2525000 30 


Deltaproteobacteria; Desu 
108 gi| 219857541 
sequence 


108 219878455 
ence 16314 
es; 
gi|219878439 
1652728 16542 


gi 


108 


108 gi| 219878438 
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108 219878405 
sequence 
a; 
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gi 


108 


Xa 
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20440 


gi 


106 219878150 
20595 
Eubacteriu 
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teria; Xan 


gi 


108 gi 
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equence 


ria; Rhodo 


gi 


108 219857562 


equence 


gi 


Ch 


108 gi| 219857517 
xX 
219857516 
sequence 


teria; Xan 


108 gi 


Erysipelot 
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ref|NR_025594.1 
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richaceae; E 
ref|NR_025578.1 
Thermomon 
ref|NR_025577.1 
Thermomon 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref |NR_025539.1 


2042490 20440 
nthomonadales; 


0 
Xx 
ref|NR_025304.1 
Luteimona 
ref|NR_025289.1 
20 2060972 Eubac 
m. 
ref|NR_025265.1 

2093069 209454 
thomonadales; X 
ref|NR_025222.1 
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bacterales; 


ND 


ref|NR_025150.1 
2255320 225677 
lfobacterales; 


ref|NR_025129.1 
2285990 228738 
romatiales; 


ref|NR_025105.1 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 
thomonadales; 


108 gi| 219857361 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Thermomonas brevis 


24 Thermomonas brevis Bacteria; 
anthomonadaceae; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 
anthomonadaceae; 


as. 
Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


Alicyclobacillus 
lobacillus hesperidum 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


anthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
anthomonadaceae; 


Ss. 
Eubacterium sulci 


terium sulci Bacteria; 


Thermomonas 
6 Thermomonas 


anthomonadaceae; 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Desulfobulbus 
6 Desulfobulbus 


Desulfobulbaceae; 


Thioalkalivibrio 
3 Thioalkalivibrio 


Ectothiorhodospiraceae; 


Pseudoxanthomonas 


82 2319121 Pseudoxanthomonas mexicana 


Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 


Xanthomonadaceae; 


ref|NR_024949.1 


Desulfotalea arctica 


2523668 2525153 Desulfotalea arctica Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 


74888 
mediterranea stra 
mediterranea MMB- 
74888 
pomorum strain 3A 
Bacteria; Firmicu 
74888 
cycloheptanicus s 
cycloheptanicus B 
74888 
herbarius strain 
Bacteria; Firmicu 
74888 
hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 
74888 
strain ATCC 19374 
Bacteria; Proteob 
74888 
strain ATCC 33616 
Bacteria; Proteob 
74888 
ruminantium strai 
ruminantium Bacte 
74888 
japonensis strain 
Bacteria; Proteob 
74888 
strain NCIMB 1112 
Proteobacteria; A 
74888 
mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 
74888 
histidinovorans s 
histidinovorans B 
74888 
strain N2 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
3109879 3109801 30 


74888 
strain Nl 16S rib 
Proteobacteria; A 
74888 
methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 

74888 
strain A901/1 16S 
Proteobacteria; A 
74888 
pontiacus ChLG-10 
Bacteria; Proteob 
74888 
strain Ekho Lake- 
Proteobacteria; A 
74888 
radiophilus strai 
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proteolyticus Bac 
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2922475 2922397 30 108 gi 
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ria; Firmicutes; Clostridia; Clostridi 
2924032 29239307 108 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
3005865 3005787 30 108 gi 
6 16S ribosomal RNA, partial sequence 
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219857277 
qu 
ob 
219857173 


1 


219857126 


a 
1 


219857125 
ce 


1 


219856890 


a: 


219856889 
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NR_024801.1 
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cill 
ref|NR_024754.1 
ce 2785219 27867 
ceae 
ref|NR_024753.1 
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cill 


ref |NR_024709.1 


NR_024708.1 
86 2853382 Pseud 
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NR_024705.1 
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anth 


ref|NR_024661.1 
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anth 
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NR_026455.1 


2 
1 


Cc 


3 
a 
c 


3 
d 


fo} 


co} 


v 


6 
a 


oO 
i 
1 


0 
oO 


9 


Marinomonas 
4 Marinomonas 
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Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
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5 Pseudomonas 
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Xanthomonas. 
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Pseudoxanthomonas 
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0 Sulfitobacter 
dobacteraceae; 


Natronincola 
0 Natronincola 
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acteria; 
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lphapro 


RNA, 


Firmicutes; 
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teobacteria; 


108 
complete sequence 


108 
complete sequence 


Clostridia; Clost 
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gi|219846850 
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dobacter 
gi|219846849 
3108566 31099 
Rhodobacter 


Clostridiaceae; Natronincola. 
ref|NR_026442.1| Rhodovulum robiginosum 
15 Rhodovulum robiginosum Bacteria; 
aceae; Rhodovulum. 

ref|NR_026441.1| Rhodovulum iodosum 

80 Rhodovulum iodosum Bacteria; 

aceae; Rhodovulum. 


Bacteria_16S 


Bacteria_16S 
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Bacteria_16S 
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roteobacteria; Alphaproteobacte 
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3164266 3164188 30 108 gi 
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lphaproteobacteria; Rhodobacterales; Rh 
3167359 3167281 30 108 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3170391 3170313 30 108 gi 
ain DSM 20540 16S ribosomal RNA, partia 
teria; Deinococcus-Thermus; Deinococci; 
3182556 3182454 7 108 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3184108 3184006 7 108 gi 
6S ribo 
ammaproteobacteria; Xanthomonadales; xX 
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D 


a 


a 


74888 
strain LMG 947 16 
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S ribosomal RNA, partial sequence 
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w 
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Deinococca 
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e; Xanthomo 
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NR_026430.1 


NR_026424.1 
01 Paracoccus alkenifer Bacteria; 
acea 
ref|NR_026418.1 
69 3144565 Sulfi 
hodo. 
ref|NR_026405.1 
61 3164378 Roseo 
acea 


ref|NR_026402.1 


NR_026400.1 


NR_026392.1 
37 Xanthomonas sacchari Bacteria; 
acea 
ref|NR_026391.1 
89 Xanthomonas codiaei Bacteria; 
acea 


ref 


5 
c 


u 
t 
; 
V 
i 


6 
c 


9 
c 


n 


n 


NR_026390.1 
3184240 3185741 Xanthomonas bromi Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Paracoccus alkenifer 


s. 
Sulfitobacter 

obacter pontiacus 
Sulfitobacter. 
Roseovarius tolerans 

arius tolerans Bacteria; 

us. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Xanthomonas sacchari 


as. 
Xanthomonas codiaei 


as. 
Xanthomonas bromi 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


74888 
strain LMG 673 16 


Bacteria_16S 


3187212 3187110 7 
S ribos 


108 
omal RNA, partial sequence 


gi 


219846797 


3185792 31872 


ref |NR_026389.1 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

74888 Bacteria_16S 3188764 3188662 7 108 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

74888  Bacteria_16S 3190316 31902147 108 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 


strain LMG 690 16 


S ribos 


3188896 31903 


omal RNA, partial sequence 


97 Xanthomonas cucurbitae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

74888  Bacteria_16S 3191868 3191766 7 108 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

74888  Bacteria_16S 3193420 3193318 7 108 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

74888 Bacteria_16S 3194970 3194868 7 108 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

74888  Bacteria_16S 3196522 3196420 7 108 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

74888  Bacteria_16S 3264276 3264198 30 108 gi|219846745|ref|NR_026337.1| Pedomicrobium 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 


australicum Bacte 
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Firmicutes; Clost 
74888 
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fimetarium strain 
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74888 
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paludosum Bacteri 
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Proteobacteria; G 
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strain LMG 5047 1 
Proteobacteria; G 
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Proteobacteria; G 
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Proteobacteria; G 
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Bacteria_16S 
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ammaproteobacteria; Xanthomonadales; X 
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ammaproteobacteria; Xanthomonadales; X 
3293139 3293037 7 108 gi 
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ammaproteobacteria; Xanthomonadales; xX 
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n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
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DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; 
Coriobacterium. 
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ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 

3683177 3683099 30 108 gi 
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acteria; Alphaproteobacteria; Rhodobac 
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teriaceae; Acet 
ref |NR_026327.1 

3278074 327953 
eriaceae; Aceto 
ref |NR_026320.1 


acea 
ref 
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Acetobacterium bakii 
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Acetobacterium 

3 Acetobacterium 
bacterium. 
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2 Acetobacterium 
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Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
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Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
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Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
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Xanthomonas 
2 Xanthomonas 
omonadaceae; 
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bakii Bacteria; 
ulfuromusa. 
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acterineae; 
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cabacter arcticus 
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Bacteria; Proteob 
74888 
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acteria; Deltaproteobacteria; Desulfur 
Bacteria_16S 


108 


strain RB 16S ribosomal RNA, partial sequence 


omonadales 


uromonas palmitatis 
; Desulfuromonadaceae; Desulfuromonas. 


gi|219846376 
3780594 37820 


ref|NR_025967.1| Rickettsia honei 
84 Rickettsia honei Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


fever group. 
74888  Bacteria_16S 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; 


Rickettsia; 
74888 


spotted 
Bacteria_16S 


strain ATCC VR-611 16S ribosomal RNA, partial sequence 


Bacteria; 
spotted fever group. 
74888  Bacteria_16S 


3847109 3847031 30 


fever group. 
3848599 3848521 30 


3850089 3850011 30 


108 


complete sequence 
Alphaproteobacteria; 


108 


Proteobacteria; Alphaproteobacteria; Rickettsiales; 


108 


strain Mtul 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 


fever group. 
74888  Bacteria_16S 


strain OCh 254 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


74888 #Bacteria_16S 


3900694 3900616 30 


3935603 3935525 30 


108 


108 


strain Karp 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 


74888  Bacteria_16S 
extorquens strain 


Methylobacterium. 
74888  Bacteria_16S 


sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


Bacteria; 
74888  Bacteria_16S 
strain MB-G2 16S 


74888  Bacteria_16S 


3939960 3939882 30 


TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


3954714 3954636 30 


3956151 3956073 30 


3959154 3959084 36 


laevolacticus strain M-8 16S ribosomal RNA, 


laevolacticus Bacteria; 


74888  Bacteria_16S 


Firmicutes; 
4000492 4000390 7 


Bacillales; 


108 


complete sequence 


108 


108 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


106 


complete sequence 
Sporolactobacilla 


108 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; 
74888 
delicatus strain 


Bacteria_16S 


Sulfitobacter. 
74888  Bacteria_16S 


strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


74888  Bacteria_16S 


nitratireducens strain Met 79 16S ribosomal RNA, partial 
nitratireducens Bacteria; 


74888 #Bacteria_16S 


methylohalidivorans strain MB2 16S ribosomal RNA, partial sequenc 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria 


Leisingera. 
74888  Bacteria_16S 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequenc 
Clostridiales; 


argentinense Bacteri 
74888  Bacteria_16S 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodobacter. 
74888  Bacteria_16S 
strain Benl02 16S 


74888  Bacteria_16S 


kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Amaricoccus. 
74888  Bacteria_16S 
luminescens subsp. 


Enterobacteriaceae; 
74888  Bacteria_16S 
strain CIP 105566 16 


Proteobacteria; Gammaproteobacteria; 


4167483 4167405 30 


4168965 4168887 30 


4173641 4173571 36 


Firmicutes; 
4232784 4232706 30 


208185 208108 29 


a; Firmicutes; 


234058 233981 31 


251150 251073 31 


254107 254030 31 


519410 519309 7 


Photorhabdus. 
546877 546777 7 
S ribosomal RNA, 


Clostridia; 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


108 


KMM 3584 16S ribosomal RNA, partial sequence 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; 


108 


106 


Clostridia; 


108 


106 


108 


108 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


108 


108 


kayaii strain 1121 16S ribosomal RNA, complete 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteoba 


108 


partial sequence 
Enterobacteriales; 


Clostridiales; 


gi| 219846331 


219846330 
38472 
Ric 


gi 


gi| 219846329 
3848728 38501 


gi|219846295 
3899350 39007 


gi|219846270 
3934247 39357 


gi|219846266 
Rhizobi 
gi|219846256 
R 
gi|]219846255 
3954838 39562 


gi|219846253 


gi|219846225 
3999120 40005 
gi|219846102 
Rhodobac 


gi|219846101 


219846098 
sequence 


gi 


gi| 219846047 


gi| 265678924 


Clo 
gi| 265678907 
Rhodob 


gi| 265678895 
249819 25124 


gi| 265678893 


265678706 


gi 


265678688 


Rickettsiales; 


Rhodobacterales; 


cteria; 


ref |NR_025921.1 


ref |NR_025920.1 
kettsiaceae; 
ref|NR_025919.1 
e; Rickettsieae; 
ref 


NR_025885.1 


aceae; 
ref|NR_025860.1 


e; Rickettsieae; 
ref|NR_025856.1 

3938625 394003 
ales; 
ref|NR_025846.1 


hodobacteraceae 
ref|NR_025845.1 


aceae; 
ref|NR_025843.1 

3957761 395924 
ceae; 
ref|NR_025815.1 


aceae; 
ref|NR_025692.1 
166170 416759 
terales; 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref |NR_025637.1 
e 4231451 423288 
; Rhodobacterale 


ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref |NR_029215.1 

232719 234184 
acterales; Rhodo 


ref |NR_029203.1 
aceae; Amaricocc 
ref|NR_029201.1 

252777 254201 
Rhodo 


ref|NR_029011.1 
sequence 517982 


Enteroba 


ref 


gi 


spotted 


Rickettsia 


3845748 3847187 Rickettsia 
Rickettsiaceae; 


Rickettsieae; 


Rickettsia montanensis 


38 3848677 Rickettsia montanensis 
Rickettsieae; 


Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
Roseibium. 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Methylobacterium 
1 Methylobacterium 


Methylobacteriaceae; 


Rhodovulum 


99 3954787 Rhodovulum sulfidophilum 
7 


Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 
Rhodovulum. 


Sporolactobacillus 
4 Sporolactobacillus 


Sporolactobacillus. 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 
Silanimonas. 


Sulfitobacter 
8 Sulfitobacter 


Rhodobacteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Garciella 
8 Garciella 
Garciella. 

Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Clostridium 
Clostridium 
stridium. 
Rhodobacter 
Rhodobacter 
bacteraceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Photorhabdus 
519496 Photorhabdus 


cteriales; 


Enterobacter kobei 


NR_028993.1 


Enter 


545475 546925 Enterobacter kobei Bacteria; 
Enterobacteriaceae; 


obacter. 


74888 
strain ID131577 1 
Actinobacteria; 
74888 
strain BCH 16S ri 
Proteobacteria; 
74888 
strain Mll 16S ri 
Proteobacteria; 
74888 
strain 279-56 16S 
Proteobacteria; 
cloacae complex. 
74888 
warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 
74888 
luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 
74888 


luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


Bacteria_16S 


Rubrobacteridae; 
Bacteria_16S 


G 
Bacteria_16S 


568270 568193 30 


598241 598168 35 


628775 628674 7 


106 
6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 
108 
bosomal RNA, partial sequence 

ammaproteobacteria; Chromatiales; Chromatiaceae; 
108 
bosomal RNA, partial sequence 


gi|265678674 


gi| 265678654 
596871 59824 


gi| 265678633 
627341 62884 


Conexibacte 


Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 


Gammaproteobacteria; Enterobacteriales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


663548 663447 7 108 
ribosomal RNA, partial sequence 


gi 


692433 692332 7 108 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


724102 724001 7 108 gi 
- laumondii strain TT0O1 16S ribosomal 
; Enterobacteriaceae; Photorhabdus. 

725685 725584 7 108 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


265678607 


662137 66364 
Enterobac 


265678588 
sequence 
ia; 


265678566 


265678565 


Enterobac 


Enterobacteriales; 


RNA, parti 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


RNA, part 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref |NR_028979.1 
3 Conexibacter 
raceae; 
ref |NR_028959.1 


Thiobaca. 
ref |NR_028938.1 


teriaceae; 
ref |NR_028912.1 
7 Enterobacter 
teriaceae; Ente 


ref |NR_028893.1 
691014 692520 


ref 
als 


NR_028870.1 
equence 


ref 
ial 


NR_028869.1 
sequence 


Conexibacter woesei 


woesei Bacteria; 
Conexibacter. 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Morganella morganii 


2 Morganella morganii Bacteria; 
Morganella. 


Enterobacter cloacae 


cloacae Bacteria; 
robacter; 


Enterobacter 


Buttiauxella 
Buttiauxella 


Enterobacteriaceae; 


Photorhabdus 
722663 724202 


Photorhabdus 
724253 725774 


74888  Bacteria_16S 773449 773376 36 108 gi|265678531|ref|NR_028835.1| Atopostipes 

suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 

suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

74888  Bacteria_16S 819454 819353 7 108 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 

strain 12993 16S ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

74888  Bacteria_16S 820959 820858 7 108 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 

strain 256 16S ribosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

74888  Bacteria_16S 845438 845337 7 108 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 

strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 845502 Samsonia erythrinae Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 

74888  Bacteria_16S 995562 995489 33 106 gi|265678381|ref|NR_028683.1| Acidaminobacter 

hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 

hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 

Sedis; Acidaminobacter. 

74888 Bacteria_16S 1004742 1004641 7 108 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 

strain ATCC 33433 16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

74888  Bacteria_16S 1067127 1067026 7 108 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 

strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

74888  Bacteria_16S 1186316 1186215 7 108 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 

ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

74888  Bacteria_16S 1187827 1187726 7 108 gi|228716058|ref|NR_027545.1| Yersinia intermedia 

ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

74888  Bacteria_16S 1189338 1189237 7 108 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 

ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

74888  Bacteria_16S 1190849 1190748 7 108 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 

ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

74888  Bacteria_16S 1506979 1506907 36 108 gi|219846365|ref|NR_025956.1| Thermoanerobacter 

brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

74888 Bacteria_16S 1511667 1511602 43 108 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 

ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 

ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

74888 #Bacteria_16S 1554007 1553906 7 108 gi|219857220|ref|NR_024848.1| Providencia stuartii 

strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

74888  Bacteria_16S 1652583 1652510 36 108 gi| 219878441 |ref|NR_025580.1] Bacillus 

galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 


galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


74888  Bacteria_16S 
strain OSBAC1 16S 
Proteobacteria; 


74888  Bacteria_16S 


1709202 1709101 7 


1738071 1737974 11 


108 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


108 


strain RB-8 16S ribosomal RNA, partial sequence 


Proteobacteria; 


74888  Bacteria_16S 


1904023 1903950 36 


Gammaproteobacteria; Oceanospirillales; 


108 


CIP 106764 16S ribosomal RNA, partial sequence 


Firmicutes; 


74888 #Bacteria_16S 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial 
proteamaculans Bacteria; 


Serratia. 
74888  Bacteria_16S 
strain DSM 30063 
Proteobacteria; 

74888  Bacteria_16S 
strain DSM 12358 
Proteobacteria; 


74888  Bacteria_16S 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 19969 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 
74888  Bacteria_16S 
strain DSM 30118 
Proteobacteria; 

74888  Bacteria_16S 
proteus strain 42 
Bacteria; 


74888  Bacteria_16S 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 


74888  Bacteria_16S 


strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 20061 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 


74888  Bacteria_16S 


strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20077 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 


74888  Bacteria_16S 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
74888 #Bacteria_16S 


strain S1/6-571 16S ribosomal RNA, partial sequence 2009346 20108 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 


74888  Bacteria_16S 


jannaschiana strain ATCC 33883 16S ribosomal RNA, partial 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; 


74888  Bacteria_16S 


strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


74888  Bacteria_16S 
carotovorum subsp. 


Lactobacillales; Aerococcaceae; 


1990714 1990613 7 
Proteobacteria; 


1992262 1992161 7 


1995352 1995251 7 


1996888 1996787 7 


1998433 1998332 7 


2001506 2001405 7 


2004574 2004473 7 


2006118 2006017 7 


2007664 2007563 7 


2009208 2009107 7 
Proteobacteria; 


2010767 2010666 7 


2013761 2013684 31 


2015221 2015144 31 


2028639 2028538 7 


Facklamia. 


108 


Gammaproteobacteria; 


108 


16S ribosomal RNA, partial sequence 1990842 19923 
Gammaproteobacteria; Enterobacteriales; Enterobac 


108 


16S ribosomal RNA, partial sequence 1993927 19954 
Gammaproteobacteria; Enterobacteriales; Enterobac 


108 


108 


16S ribosomal RNA, partial sequence 1997016 19985 
Gammaproteobacteria; Enterobacteriales; Enterobac 


108 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


108 


108 


108 


108 


Gammaproteobacteria; 


108 


108 


108 


108 


odoriferum strain LMG 17566 16S ribosomal RNA, 


gi|219878402 
1707781 17092 


gi|219878383 
1736673 17381 


gi|219878261 
1902626 19040 
gi|219878202 


gi|219878201 


gi|219878199 
gi|219878198 
gi|219878197 


219878195 
20000 


gi 


gi|219878193 


gi|219878192 


gi|219878191 


219878190 
sequence 
Entero 


gi 


gi|219878189 


219878187 
sequenc 
Rhodo 
219878186 


gi 


gi 


gi|219878177 


sequence 1989290 199079 
Enterobacteriales; 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025522.1 


ref |NR_025400.1 


ref |NR_025341.1 


ref |NR_025340.1 


teriaceae; Serra 
ref |NR_025338.1 


teriaceae; Serra 
ref |NR_025337.1 


teriaceae; Rahne 
ref |NR_025336.1 


teriaceae; Prote 
ref |NR_025334.1 


Enterobacteriac 
ref |NR_025332.1 


teriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 
2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 


ceae; Hyphomonas 
ref |NR_025316.1 
partial sequenc 


Rheinheimera baltica 


baltica Bacteria; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 
Oleispira. 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Serratia 


1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 
tia. 


Serratia entomophila 


42 Serratia entomophila Bacteria; 
tia. 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
llas 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
us. 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 
eae; 


Obesumbacterium. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 
cia. 


Buttiauxella izardii 


izardii Bacteria; 
auxella. 


Buttiauxella gaviniae 


gaviniae Bacteria; 
auxella. 


Buttiauxella 


5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 
auxella. 


Hyphomonas 


4 Hyphomonas 
omonadaceae; 


Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Pectobacterium 


e 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 


74888  Bacteria_16S 


DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedec 
Enterobacteriaceae; 


Gammaproteobacteria; 
74888  Bacteria_16S 


Enterobacteriaceae; 


2121842 21217417 


Enterobacteriales; 
2239950 2239849 7 


Pectobacterium. 


108 


108 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; 


74888 #Bacteria_16S 


2241461 22413607 


Gammaproteobacteria; Enterobacteriales; Enterobac 


108 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; 
74888  Bacteria_16S 
strain ATCC 33638 
Bacteria; 


74888  Bacteria_16S 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; 


Yersinia. 
74888 #Bacteria_16S 


2242972 22428717 


2244483 2244382 7 
Proteobacteria; 


2270663 2270590 35 


Gammaproteobacteria; Enterobacteriales; Enterobac 


108 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


108 


Gammaproteobacteria; 


108 


gi|219857654 
Cedec 
gi|219857573 
2238534 22399 


gi| 219857572 
2240045 22415 


219857571 
22415 


gi 


219857570 
partial s 


gi 


ref|NR_025243.1 
ea davisae Bacte 
ea. 
ref|NR_025161.1 
94 Yersinia 
teriaceae; 
ref|NR_025160.1 
05 Yersinia 
teriaceae; 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


gi|219857553 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 


azotonutricium Bacteria; 


Spirochaetes; 


Spirochaetales; 


ref|NR_025141.1 


ria; 


Cedecea davisae strain 
Proteobacteria; 


Yersinia rohdei strain 


rohdei Bacteria; 
Yersinia. 


Yersinia pestis strain 


pestis Bacteria; 
Yersinia. 


Yersinia kristensenii 


ia kristensenii 
eae; 


Yersinia. 
Yersinia 


7 2244527 Yersinia 
es; 


Enterobacteriaceae; 


Treponema 


2269277 2270739 Treponema 


Spirochaetaceae; Treponema. 


74888 Bacteria_16S 2364474 2364377 11 108 gi|219857485|ref|NR_025073.1| Haemophilus felis 
strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 2364576 Haemophilus felis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

74888  Bacteria_16S 2446558 2446457 7 108 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

74888  Bacteria_16S 2463165 2463064 7 108 gi|219857408|ref|NR_024996.1| Raoultella planticola 
strain ATCC 33531 16S ribosomal RNA, partial sequence 2461740 2463175 Raoultella planticola 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 

74888 Bacteria_16S 2508400 2508323 29 106 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

74888  Bacteria_16S 2541253 2541176 31 108 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

74888 Bacteria_16S 2542658 2542581 31 108 gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 2542665 Hyphomonas adhaerens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

74888 Bacteria_16S 2600935 2600838 11 108 gi|219857268|ref|NR_024899.1| Mannheimia 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
74888 #Bacteria_16S 2602489 2602392 11 108 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 2602563 Mannheimia ruminalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

74888  Bacteria_16S 2604043 2603946 11 108 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

74888  Bacteria_16S 2605597 2605500 11 108 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 
strain P925 16S ribosomal RNA, partial sequence 2604168 2605671 Mannheimia glucosida Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

74888  Bacteria_16S 2616458 2616385 33 106 gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 
strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae Sedis; Fusibacter. 

74888  Bacteria_16S 2621144 2621043 7 108 gi|219857252|ref|NR_024883.1| Kluyvera georgiana 
strain ATCC 51603 16S ribosomal RNA, partial sequence 2619736 2621149 Kluyvera georgiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

74888  Bacteria_16S 2712986 2712915 37 108 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888  Bacteria_16S 2756401 2756328 36 108 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
74888  Bacteria_16S 2782098 2781997 7 108 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

74888 Bacteria_16S 2948139 2948038 7 108 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

74888 Bacteria_16S 2949629 2949528 7 108 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

74888  Bacteria_16S 2951117 2951016 7 108 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

74888  Bacteria_16S 2954116 29540157 108 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

74888  Bacteria_16S 2972277 2972170 1 108 gi|219846942|ref|NR_026534.1| Pseudomonas 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

74888  Bacteria_16S 3057463 3057366 11 108 gi| 219846884 |ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

74888  Bacteria_16S 3162802 3162725 31 108 gi|219846814|ref|NR_026406.1| Antarctobacter 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Antarctobacter. 

74888  Bacteria_16S 3228093 3227992 7 108 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


74888  Bacteria_16S 3232552 3232479 33 106 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

74888  Bacteria_16S 3655729 3655652 31 108 gi|219846468|ref|NR_026060.1]| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

74888  Bacteria_16S 3668070 3667969 7 108 gi|219846459|ref|NR_026050.1| Brenneria salicis 
strain ATCC 15712 16S ribosomal RNA, partial sequence 3666679 3668133 Brenneria salicis ATCC 15712 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 

74888  Bacteria_16S 3669576 3669475 7 108 gi|219846458|ref|NR_026049.1| Erwinia persicina 
strain HK 204 16S ribosomal RNA, partial sequence 3668184 3669639 Erwinia persicina Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Erwinia. 

74888  Bacteria_16S 3672590 3672489 7 108 gi|219846456|ref|NR_026047.1| Pectobacterium 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 3671196 3672653 Pectobacterium wasabiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
74888  Bacteria_16S 3674098 3673997 7 108 gi|219846455|ref|NR_026046.1| Pectobacterium 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 3672704 3674161 Pectobacterium 
betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Pectobacterium. 

74888  Bacteria_16S 3772867 3772790 31 108 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

74888 Bacteria_16S 3824504 3824407 11 108 gi| 219846347 |ref|NR_025938.1| Haemophilus 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Haemophilus. 

74888  Bacteria_16S 3914322 39142217 108 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

74888  Bacteria_16S 3932779 3932714 43 108 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

74888 Bacteria_16S 4104654 4104553 7 108 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

74888  Bacteria_16S 4235861 42357607 108 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

74888  Bacteria_16S 31758 31686 36 108 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

74888  Bacteria_16S 81402 81330 36 108 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

74888 Bacteria_16S 156137 156061 30 106 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888  Bacteria_16S 169986 169910 32 108 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 


strain Fowl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


74888 Bacteria_16S 172982 172895 21 


strain PB 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


74888  Bacteria_16S 188173 188101 34 
collagenovorans strain SG 16S ribosomal 


collagenovorans Bacteria; Firmicutes; Clostridia; Clost 


74888 Bacteria_16S 198761 198689 34 


chartatabidum strain 163 16S ribosomal RNA, partial seq 


chartatabidum Bacteria; 
74888 #Bacteria_16S 


Firmicutes; 
212841 212769 34 


strain IP 2227 16S ribosomal RNA, partial sequence 


Firmicutes; 
74888 #Bacteria_16S 


Clostridia; Clostridiales; 
263008 262932 30 


radiotolerans strain P 1 16S ribosomal RNA, 


radiotolerans Bacteria; Actinobacteria; 
Rubrobacteraceae; Rubrobacter. 
74888  Bacteria_16S 396453 396381 36 


168553 16998 
Vibrionaceae; V 
gi| 265678948 
171556 17300 


108 


Vibrionaceae; Vibrio. 

106 gi|265678938|ref|NR_029246.1 
RNA, partial sequence 186799 188298 
ridiales; Clostridiaceae; 

106 gi| 265678931 |ref|NR_029239.1 
uence 197405 198934 
Clostridia; Clostridiales; Clostridiaceae; Cl 
106 gi| 265678921 |ref|NR_029229.1 

211461 21296 
Clostridiaceae; Clostridium. 

106 gi| 265678885 |ref|NR_029191.1 
complete sequence 261591 263140 
Rubrobacteridae; Rubrobacterales; Rubroba 
108 gi|265678791|ref|NR_029096.1 


ibri 
ref 


Oo. 
NR_029256.1 


5 Vibrio metschnikovii Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Clostridium 
Clostridium 
Clostridium. 
Clostridium 
Clostridium 
ostridium. 
Clostridium baratii 


8 Clostridium baratii Bacteria; 


Rubrobacter 
Rubrobacter 
cterineae; 


Tenuibacillus 


multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 


Bacteria; Firmicutes; Bacillales; 


Bacillaceae; 


Tenuibacillus. 


74888 Bacteria_16S 485611 485539 36 108 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

74888  Bacteria_16S 610400 610328 36 108 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

74888  Bacteria_16S 813463 813367 13 108 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
74888  Bacteria_16S 833304 833232 36 108 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

74888  Bacteria_16S 851262 851190 36 108 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

74888  Bacteria_16S 858939 858867 36 108 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
74888 #Bacteria_16S 940027 939955 36 108 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1l 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

74888  Bacteria_16S 1047452 1047380 36 108 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

74888  Bacteria_16S 1357361 1357289 34 106 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888  Bacteria_16S 1437545 1437449 13 108 gi|224581430|ref|NR_027212.1| Oceanithermus 
profundus strain 506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

74888  Bacteria_16S 1442187 1442115 36 108 gi| 224581427 |ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

74888  Bacteria_16S 1584016 1583944 36 108 gi|219878489|ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

74888 Bacteria_16S 1585571 1585499 36 108 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

74888  Bacteria_16S 1614656 1614580 30 106 gi| 219878467 |ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
74888  Bacteria_16S 1661824 1661752 36 108 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

74888  Bacteria_16S 1684655 1684583 34 106 gi|219878419|ref|NR_025558.1]| Clostridium 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888  Bacteria_16S 1850717 1850615 7 108 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

74888  Bacteria_16S 1881019 1880947 36 108 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

74888  Bacteria_16S 1891908 1891836 36 108 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 
strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888  Bacteria_16S 1893429 1893357 36 108 gi|219878269|ref|NR_025408.1] Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888 Bacteria_16S 1894982 1894910 36 108 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
Desulfomicrobium. 

74888  Bacteria_16S 1934205 1934133 36 108 gi|219878239|ref|NR_025378.1| Desulfomicrobium orale 
strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
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2490394 24918 


ref|NR_025038.1 
2414827 241631 
Desulfovibrionales; Des 


ref|NR_025019.1 

2434473 243595 
Clostridiaceae; Cl 
ref|NR_025011.1 


ales; 
24435 


ref|NR_024991.1 
2469412 2470870 Thioal 
Ectothiorhodospirace 
ref |NR_024985.1 


es; 


ref|NR_024984.1 


ref|NR_024983.1 
ref|NR_024980.1 
ref|NR_024979.1 
ref 


NR_024978.1 


ref|NR_024977.1 


Desulfomicrobium 


fomicrobium macestii 
sulfomicrobiaceae; 


Desulfomicrobium. 
Desulfobacterium 


fobacterium anilini 


Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
gi|219857626|ref|NR_025215.1| Desulfovibrio 
2162629 2164163 Desulfovibrio 


Desulfovibrionaceae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 
Heliobacterium. 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Desulfovibrio 
7 Desulfovibrio 

les; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Clostridium 
3 Clostridium 
ostridium. 
Planomicrobium 


92 2445097 Planomicrobium koreense 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


106 gi|219857291|ref|NR_024922.1| Eubacterium 
1 sequence 2564201 2565708 Eubacterium 
Clostridiales; Eubacteriaceae; Eubacterium. 
108 gi|219857251|ref|NR_024881.1| Planomicrobium 
ce 2621200 2622680 Planomicrobium mcmeekinii 
Planomicrobium. 
108 gi|219857246|ref|NR_024876.1| Gracilibacillus 


e@ 2627322 2628862 Gracil 


ibacillus halotolerans 


Gracilibacillus. 
108 gi|219856873|ref|NR_024692.1 
2876799 287831 
Salimicrobium. 


halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; 


Salimicrobium 
5 Salimicrobium 


74888 


strain STR Tl 16S 
Firmicutes; 


74888 


strain BS 16S rib 
Firmicutes; 


74888 


polyendosporus st 
polyendosporus Ba 


74888 


strain DS1 16S ri 
Firmicutes; 


74888 


strain lacT 16S r 


74888 


tabacinasalis str 
tabacinasalis Bac 


74888 


strain ml1134/97/1 
Firmicutes; 


74888 


strain 1607-97 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; Aerococcaceae; 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Lactobacillales; 


cteria; 


2964628 2964556 36 


ribosomal RNA, partial sequence 
Streptococcaceae; 


2976856 2976780 30 


osomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
3029957 3029885 34 


rain PS-1 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
3036061 3035989 34 


bosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
3043716 3043644 36 


ibosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


3048295 3048223 36 


ain GF112B 16S ribosomal RNA, partial 
teria; 


Firmicutes; 
3070906 3070834 36 


16S ribosomal RNA, partial sequence 
Lactobacillales; 


Enterococcaceae; 
3091966 3091894 36 


3100997 3100925 36 


700631 16S ribosomal RNA, partial sequence 


Lactobacillales; Aerococcaceae; 


74888 


617-93 16S riboso 
Bacillales; 


74888 


strain 2045-94 16 
Firmicutes; 


74888 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


74888 


strain DSM 10365 
Firmicutes; 


74888 


strain DSM 5351 1 
Firmicutes; 


74888 


strain DSM 6736 1 
Firmicutes; 


74888 


strain DSM 286 16 
Firmicutes; 


74888 


capsulatus strain 216 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


74888 


apsheronum strain 1105 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


74888 


strain Pasteur II 
Firmicutes; 


74888 


strain 2585 16S r 
Firmicutes; 


74888 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


74888 


ATCC 35205 16S ri 
Firmicutes; 


74888 


strain 2917B 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


6S ribosomal RNA, 
Bacillales; 


Clostridia; 


ibosomal RNA, 
Clostridia; 


Facklamia. 
3141451 3141379 36 


mal RNA, partial sequence 
Bacillales Family XI. 


3143010 3142938 36 


S ribosomal RNA, partial sequence 
Bacillales; Bacillales Family XI. 


3243275 3243203 36 


DSM 2603 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


3287026 3286954 34 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridiaceae; 


Clostridiales; 
3303874 3303802 36 


Salinicoccus. 
3529388 3529316 34 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


Clostridiales; 
3533861 3533789 34 


S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
3578232 3578154 30 


3699773 3699701 36 


3711806 3711734 34 


I 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
3720776 3720704 34 


Clostridiales; 
3768340 3768268 36 


SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteria; 


3830553 3830481 36 


bosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
3872854 3872782 36 


Firmicutes; Bacillales; Bacillales Family XI. 


Clostridiaceae; 


Incertae Sedis; 


complete sequence 3302462 33040 


complete sequence 


108 219856814 |ref 


gi 


Streptococcus. 


2963222 2964720 Streptococcus 


NR_024633.1 


NR_026531.1 


Streptococcus canis 
canis Bacteria; 


Clostridium ultunense 


2975480 2976925 Clostridium ultunense Bacteria; 


106 gi|219846939|ref 
Clostridium. 
106 gi|219846904|ref 


106 gi| 219846899 |ref 
Clostridium. 
108 gi|219846894|ref 


Desulfovibri 
219846890|ref 
sequence 


108 gi 


108 gi|219846875|ref 
Vagococcus. 
108 gi| 219846861 |ref 


108 gi| 219846855 |ref 
3099595 3101003 Facklamia 


108 gi|219846828|ref 

3140051 3141558 Gemella b 
Gemella. 

108 gi|219846827|ref 


Incertae Sedis; Gemella. 

108 gi|219846759|ref 
Desulfovibri 

106 gi|219846730|ref 


Clostridium. 


108 219846719|ref 


gi 


106 219846557 |ref 


gi 


Clostridium. 


106 219846554 |ref 


gi 


Sarcina. 


108 219846524 |ref 


gi 


3028583 303003 
Clostridiales; Clostridiaceae; 

3042319 3043795 Desulfovibrio 
3046902 304840 
Lactobacillales; Aerococcaceae; Facklamia. 


3069511 3070973 Vagoc 


3090574 3091990 Ignavigranum 
Ignavigranum. 


3241884 324339 


04 Salinicoccus 


3576905 3578325 Blasto 


NR_026496.1 


NR_026491.1 


NR_026467.1 


NR_026453.1 


NR_026447.1 


NR_026420.1 


NR_026419.1 


NR_026351.1 


onales; Desu 


NR_026322.1 


NR_026311.1 


NR_026149.1 


NR_026146.1 


NR_026116.1 


Incertae Sedis; Gemella 


ignava Bacteria; 


ergeri Bacteria; 


Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Clostridium disporicum 


3034695 3036166 Clostridium disporicum Bacteria; 
Clostridiaceae; 


NR_026486.1| Desulfovibrio zosterae 
zosterae Bacteria; 

onaceae; Desulfovibrio. 

NR_026482.1| Facklamia 


3 Facklamia 


Vagococcus lutrae 


occus lutrae Bacteria; 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Facklamia ignava ATCC 
Firmicutes; 


Gemella bergeri strain 
Firmicutes; 


Gemella sanguinis 


3141609 3143118 Gemella sanguinis Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Salinicoccus roseus 


roseus Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Sarcina ventriculi 


3532506 3533966 Sarcina ventriculi Bacteria; 
Clostridiaceae; 


Blastobacter 

bacter capsulatus 
astobacter. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 
Desulfovibrio 
7 Desulfovibrio 


ulfovibrionaceae; 


Heliobacterium chlorum 


Gemella morbillorum 


Bradyrhizobiaceae; Bl 
108 gi| 219846437 |ref|NR_026028.1 
3698359 3699831 Desulf 
Desulfomicrobi 
106 gi|219846429|ref|NR_026020.1 
3710425 3711931 Clostr 
Clostridiaceae; Clostridium. 
106 gi|219846422|ref|NR_026013.1 
3719395 3720901 Clostridium chauvoei Bacteria; 
Clostridiaceae; Clostridium. 
108 gi| 219846386 |ref|NR_025977.1 
sequence 3766971 376838 
Desulfovibrionales; Des 
108 gi| 219846342 |ref|NR_025932.1 
3829173 3830684 Heliobacterium chlorum Bacteria; 
Heliobacteriaceae; Heliobacterium. 
108 gi|219846314|ref|NR_025904.1 


3871442 3872977 Gemella morbillorum Bacteria; 


74888 
strain ATCC 10379 
Bacteria; 
74888 


Bacteria_16S 


Firmicu 


3874441 3874369 36 108 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 


okeanokoites stra 
okeanokoites Bact 


74888 


stackebrandtii st 
stackebrandtii Ba 


74888 


Bacteria_16S 3931244 3931172 36 108 


eria; 
Bacteria_16S 


cteria; 
Bacteria_16S 


Firmicutes; 


4065444 4065372 36 


Bacillales; 


108 


Bacillales; 
108 


gi 


in IFO 12536 16S ribosomal RNA, partia 
Firmicutes; 
4044366 4044294 36 
rain K22-03 16S ribosomal RNA, partial 
Planoc 


Planococ 


gi 


gi 


strain SRL4225 16 
Proteobacteria; 
74888 


hispanicus strain 
hispanicus Bacter 


74888 
strain V 5-2 16S 
Firmicutes; Clost 
74888 
anticariensis str 
anticariensis Bac 
Halomonas. 

74888 
asymbiotica subsp 


Enterobacteriales 
74888 
strain LCl 16S ri 
Proteobacteria; 
74888 
strain G-16.1 16S 
Proteobacteria; 
74888 
strain R65 16S ri 
Proteobacteria; 
74888 
strain CR 16S rib 
Proteobacteria; E 
74888 
strain 3wCc2 16S r 
Firmicutes; Clost 
74888 
hydrogeniphilus s 
hydrogeniphilus B 
74888 
ingluviei strain 
Bacteria; Firmicu 
74888 
thermophila strai 
Bacteria; Proteob 
74888 
psychrophila stra 
Bacteria; Proteob 
74888 
strain TO-931 16S 
Firmicutes; Clost 
74888 
1279 16S ribosoma 


Deinococcus-Thermus; 
Bacteria_16S 


74888 
DSM 16795 16S rib 
Bacteria; Firmicu 
74888 
hydrothermalis st 
hydrothermalis Ba 
Halomonas. 

74888 
strain Eplumel 16 
Proteobacteria; G 
74888 


D 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
4225271 4225199 36 108 gi 
DSM 5352 16S ribosomal RNA, partial s 
ia; Firmicutes; Bacillales; Salinicocc 
154567 154496 34 105 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
370579 370484 13 108 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
401119 401012 1 


108 gi 


; Enterobacteriaceae; Photorhabdus. 


419686 419591 13 108 
bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
491931 491836 13 108 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
493438 493343 13 108 gi 
bosomal RNA, partial sequence 


gi 


537692 537613 30 
osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
590722 590651 34 105 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
621127 621048 30 108 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 
808846 808768 30 108 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; Lactobacillaceae 
1030540 1030433 1 108 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1089542 1089436 1 108 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1101476 1101401 30 105 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1159019 1158940 30 108 gi 
1 RNA, partial sequence 
Deinococci; Thermales; 
1177304 1177229 30 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1212128 1212033 13 108 gi 
rain Slthf2 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


108 gi 


Thermaceae; 
105 gi 


1215098 1215003 13 108 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1216578 1216483 13 108 gi 


gi 


4064043 40655 


153188 15467 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


418286 41972 


490502 49197 


492024 49353 


ammaproteobacteria; Alteromonadales; Alteromonad 


536318 53780 


589361 59079 


1100149 11015 


1157686 1159115 Meiot 


1175949 11773 


1213697 12151 


219846313 
38730 
Incertae 
219846274 
1 sequence 
caceae; Pl 
219846191 
sequence 
occaceae; 
219846176 
; Desulfov 
219846055 
equence 
us. 
265678960 


Oxobacter. 
265678808 
quence 
eria; Ocea 


265678788 


265678775 


Halomonad 
265678724 


Halomonad 
265678723 


265678694 


tiliaceae; 
265678659 


Clostridiu 
265678638 
1 sequence 
bacteria; 

265678507 
e 80741 
; Lactobac 
265678358 
nce 10291 
hales; Pis 
265678317 
ence 10881 
nadales; P 
265678309 


Clostridiu 
228721491 


Meiotherm 
228718376 


idiaceae; 
224581438 
sequence 
teria; Oce 


224581436 


Halomonad 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
NR_025864.1 

3929851 393132 
anomicrobium. 
ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025645.1 

4223876 422538 


ref 


ref|NR_029268.1 


ref|NR_029113.1 
369170 370614 
nospirillales; H 


ref 
rtia 


NR_029093.1 
1 sequence 


ref|NR_029080.1 


acea 
ref 


e; 
NR_029029.1 


aceae; Halomonas 
ref |NR_029028.1 
5 Marinobacter 
aceae; Marinobac 
ref|NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref|NR_028964.1 


m. 
ref |NR_028943.1 
19766 621178 
Nautiliales; Nau 
ref|NR_028810.1 
2 808917 Lactob 
illus. 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiacea 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028611.1 


a 


m. 
ref|NR_027614.1 
hermus ruber DSM 
us. 
ref|NR_027573.1 
Clostridium. 
ref|NR_027220.1 

1210750 121215 
anospirillales; 


ref |NR_027218.1 


aceae; Halomona 


224581404 


e: 


Gemella haemolysans 
a haemolysans ATCC 10379 


Planomicrobium 
2 Planomicrobium 


Planococcus 
9 Planococcus 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Salinicoccus 
3 Salinicoccus 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Halomonas 
Halomonas 
alomonadaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Halomonas. 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Caminibacter profundus 


profundus Bacteria; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Lactobacillus 

acillus ingluviei 


Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Pseudomonas 

monas psychrophila 
Pseudomonas. 
Clostridium hiranonis 


v 


41 Clostridium hiranonis Bacteria; 


Meiothermus ruber DSM 
1279 Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Ss. 


ref|NR_027185.1 


Halomonas sulfidaeris 


strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


74888 


strain R-4069 16S 
Proteobacteria; 


74888 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


turnerae strain T 
Bacteria; 
Teredinibacter. 
74888 


1230183 1230104 1 


1269384 1269306 30 
Proteobacteria; 


1378577 1378498 1 


80 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


108 


80 


gi 


1228770 12302 
seudomonadaceae; 


gi 


rain TT4B 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 


219878280 


219846421 


Des 


228717562 
13771 


ref|NR_025419.1 
Cellvibri 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 


ref|NR_027564.1 
67 1378635 Teredi 


Bacteria_16S 


1386056 1385949 1 108 gi 


7902 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


228716834 


denitrificans strain 0S217 16S ribosomal RNA, partial sequence 


denitrificans OS2 
Shewanella. 

74888 
neglectum strain 
Bacteria; 
Mogibacterium. 


Bacteria_16S 


17 Bacteria; Proteobacteria; 


1448325 1448250 31 106 gi 


Clostridia; Clostridiales; Clostr 


P9a-h 16S ribosomal RNA, partial sequence 
Firmicutes; 


Gammaproteobacteria; Alteromonadale 


224581422 
14469 
idiales Family 


74888 


bryozoorum strain 
Bacteria; 


74888 


mediatlanticus st 


Bacteria_16S 


Bacteria_16S 


mediatlanticus Bacteria; 
Bacteria_16S 


74888 
strain KMM 1376 1 


1463280 1463185 13 


1681571 1681492 30 


Deinococcus-Thermus; 


108 


108 


gi 


50-11 16S ribosomal RNA, partial sequence 14618 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


rain TR 16S ribosomal RNA, partial sequence 
Deinococc 


224581411 


219878421 


i; Thermal 


Alteromonadaceae 


Alteromonadales 


NR_027556.1 
3 


ref|NR_027203.1 
32 1448409 Mogiba 
XIII. Incer 


ref|NR_027192.1 
62 1463368 Marino 


ref|NR_025560.1 
1680196 168167 


es; Thermaceae; 


1756428 1756333 13 108 gi 


219878369 
6S ribosomal RNA, partial sequence 1755010 17565 


ref|NR_025508.1 


Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


0. 

Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Teredinibacter 
nibacter turnerae T7901 


genera incertae sedis; 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Marinobacter 

bacter bryozoorum 
Marinobacter. 
Vulcanithermus 

6 Vulcanithermus 

Vulcanithermus. 

Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

74888  Bacteria_16S 1784995 1784900 13 108 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

74888  Bacteria_16S 1815494 1815415 30 108 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

74888  Bacteria_16S 1864197 1864102 13 108 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 


israelensis strai 
Bacteria; 


74888 


strain SW-47 16S 


Bacteria_16S 


ribosomal RNA, 


2102085 2101978 1 


108 


partial sequence 


n Bal 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


2100672 21021 


18627 


219878121 


71 1864302 Chromo 
Halomonadaceae; 
ref |NR_025260.1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
74888  Bacteria_16S 2117303 2117208 13 108 gi| 219857657 |ref|NR_025246.1 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 211739 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Microbulbifer. 

74888  Bacteria_16S 2138476 2138381 13 108 gi| 219857643 |ref|NR_025232.1 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microb 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
74888  Bacteria_16S 2194455 2194376 30 108 gi|219857603|ref|NR_025191.1 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 219457 
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74888 Bacteria_16S 2291864 2291769 13 108 gi|219857538|ref|NR_025126.1 
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flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseu 
Pseudoalteromonas. 

74888  Bacteria_16S 2300801 2300722 30 108 gi|219857530|ref|NR_025118.1 
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74888  Bacteria_16S 2888831 2888760 34 105 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

74888  Bacteria_16S 2890356 2890285 34 105 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

74888  Bacteria_16S 2935935 2935840 13 108 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
74888 Bacteria_16S 3076823 3076745 30 108 gi|219846871|ref|NR_026463.1| Rhizobium undicola 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
74888  Bacteria_16S 3139910 3139831 30 108 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
strain GY-1 16S ribosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

74888  Bacteria_16S 3165848 3165777 34 105 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

74888  Bacteria_16S 3320554 3320459 13 108 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

74888  Bacteria_16S 3353996 3353901 13 108 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

74888  Bacteria_16S 3386153 3386058 13 108 gi|219846659|ref|NR_026251.1| Chromohalobacter 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

74888  Bacteria_16S 3387626 3387531 13 108 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

74888  Bacteria_16S 3629817 3629710 1 108 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
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74888  Bacteria_16S 733269 733199 38 108 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

74888  Bacteria_16S 736227 736157 38 108 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

74888  Bacteria_16S 921518 921448 36 106 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 

74888  Bacteria_16S 1207568 1207495 34 108 gi|228715354|ref|NR_027526.1| Catenibacterium 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Catenibacterium mitsuokai DSM 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 
74888  Bacteria_16S 1260245 1260167 30 108 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

74888  Bacteria_16S 1282634 1282564 36 105 gi|219846087|ref|NR_025677.1| Entomoplasma somnilux 
strain PYAN-1 16S ribosomal RNA, partial sequence 1281261 1282749 Entomoplasma somnilux Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

74888  Bacteria_16S 1290337 1290267 36 106 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 

74888  Bacteria_16S 1329850 1329780 38 108 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

74888 Bacteria_16S 1520534 1520456 30 108 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

74888 Bacteria_16S 1905403 1905325 30 108 gi|219878260|ref|NR_025399.1| Thioalkalicoccus 
limnaeus strain A26 16S ribosomal RNA, partial sequence 1904081 1905405 Thioalkalicoccus limnaeus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioalkalicoccus. 

74888  Bacteria_16S 2030145 2030075 38 108 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

74888  Bacteria_16S 2062416 2062346 38 108 gi|219878149|ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
74888  Bacteria_16S 2238404 2238334 36 106 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

74888  Bacteria_16S 2520505 2520435 36 106 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

74888 Bacteria_16S 2531109 2531039 36 106 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888 Bacteria_16S 2795572 2795498 30 104 gi|219857120|ref|NR_024748.1]| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

74888  Bacteria_16S 3031467 3031393 34 108 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

74888 Bacteria_16S 3102427 3102357 36 106 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

74888  Bacteria_16S 3171908 3171830 30 108 gi| 219846807 |ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

74888  Bacteria_16S 3411863 3411793 38 108 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

74888 #Bacteria_16S 3552481 3552403 29 106 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
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74888  Bacteria_16S 722516 722415 7 108 gi 


strain XINach 16S ribosomal RNA, partial sequence 721087 72261 
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Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


Incertae Sedis; Mogibacterium. 


74888 Bacteria_ 


strain YB1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
74888 


16S 1136359 1136258 7 108 gi| 253680766 


1134932 11363 


smaragdinae DSM 1 


Bacteria_16S 


ref|NR_028014.1 
96 Vibrio corall 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
1169646 1169574 36 108 gi| 228719827 |ref|NR_027585.1 
1293 16S ribosomal RNA, partial sequence 1168243 1169775 Spiroc 


Vibrio coralliilyticus 
iilyticus Bacteria; 


Spirochaeta 
haeta smaragdinae DSM 


11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

74888  Bacteria_16S 1171211 1171142 40 108 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 

74888  Bacteria_16S 1203026 1202957 40 108 gi|228715358|ref|NR_027530.1| Thermotoga neapolitana 
DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

74888  Bacteria_16S 1258800 1258699 7 108 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

74888  Bacteria_16S 1464793 1464720 33 106 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

74888 Bacteria_16S 1608767 1608666 7 108 gi|219878471|ref|NR_025610.1| Shewanella 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 1608812 Shewanella 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

74888  Bacteria_16S 1658751 1658650 7 108 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

74888  Bacteria_16S 1700022 1699921 7 108 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

74888 Bacteria_16S 1701565 1701468 11 108 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 


Proteobacteria; 
74888 
strain DSM 44494 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


74888 


74888 


cellulosilytica s 
cellulosilytica B 


Nocardiopsaceae; 
74888 


stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alte 
Alteromonas. 
74888  Bacteria_16S 1870311 1870214 11 108 gi|219878288 


strain LMG 21857 
Proteobacteria; 


Bacteria_16S 


Bacteria_16S 
stellipolaris str 


Gammaproteobacteria; Alteromonadales; Alteromonad 


Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Bacteria_16S 


1741115 1741046 40 108 gi| 219878380 
16S ribosomal RNA, partial sequence 1739732 17412 
Streptosporang 
108 gi| 219878341 
1791138 1792572 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


1792564 1792463 7 


1853548 1853479 40 108 gi| 219878299 
train TB100 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actin 
Thermobifida. 

1861151 1861054 11 108 gi| 219878294 
ain LMG 21861 16S ribosomal RNA, partial sequenc 


16S ribosomal RNA, partial sequence 1868909 18703 


1973473 1973396 29 106 219878213 


74888 #Bacteria_16S 
strain CK58 16S r 


ibosomal RNA, partial sequence 


gi 


1972100 19735 


Firmicutes; 
74888 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
74888  Bacteria_16S 2253600 2253531 40 108 gi| 219857564 
strain KS9 16S ribosomal RNA, partial sequence 2252243 22536 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
74888  Bacteria_16S 2538518 2538441 31 108 gi| 219857352 


strain VP-6 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
Bacteria_16S 


74888 
alkanoclasticum s 
alkanoclasticum B 
74888 
strain MKT 106 16 
Proteobacteria; 
74888 
strain ATCC 70069 
Firmicutes; Clost 
74888 
strain ATCC 12775 


Clost 
Bacteria_16S 


Bacteria_16S 


Gammaproteobacteria; Alteromonadales; Alteromonad 
Bacteria_16S 


Bacteria_16S 


Clostridiu 
219878203 


ridia; Clostridiales; Clostridiaceae; 


1989161 1989064 11 108 gi 


ibosomal RNA, partial sequence 2537193 25385 
219857236 
sequence 
Planococcaceae; 
gi| 219857160 
2740223 27416 


2634756 2634684 36 108 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; 
2741646 2741545 7 108 
S ribosomal RNA, partial sequence 


2847056 2846983 33 106 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fami 


219856893 
28456 
ly XIII. 


Glacieco 
ref|NR_025519.1 
36 Nocardiopsis 
ineae; 
ref |NR_025480.1 
o ch 


ref|NR_025438.1 
1852181 18536 
omycetales; 


ref|NR_025433.1 
e 1859752 18612 
romonadales; Al 


ref|NR_025427.1 
93 Glaciecola po 
aceae; Glacieco 
ref|NR_025352.1 
m. 
ref |NR_025342.1 
39 Tatumella pty 
teriaceae; 
ref|NR_025152.1 
96 Nocardiopsis 


ref|NR_024788.1 
76 Agarivorans a 
aceae; Agarivor 
ref|NR_024712.1 
66 2847142 Mogib 
Inc 


2856411 2856314 11 108 gi 
16S ribosomal RNA, partial sequence 


219856887 


ref |NR_024706.1 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 


1 


Nocardiop 


agasii Bacte 


i 
Streptosporangineae; 


3 
teromonadaceae; 


1 


a. 

Nocardiopsis halophila 

halophila Bacteria; 

saceae; Nocardiopsis. 
Vibrio chagasii strain 

ria; Proteobacteria; 


Thermobifida 
5 Thermobifida 


Alteromonas 
3 Alteromonas 


Glaciecola polaris 
laris Bacteria; 

a. 

Clostridium akagii 


91 Clostridium akagii Bacteria; 


Tatumella ptyseos 
seos Bacteria; 


Tatumella. 


Nocardiopsis composta 
composta Bacteria; 


ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas. 
ref|NR_024864.1| Planomicrobium 

2633347 2634791 Planomicrobium 
Planomicrobium. 


Agarivorans albus 
lbus Bacteria; 


ans. 


Mogibacterium vescum 


acterium vescum Bacteria; 
ertae Sedis; 


Mogibacterium. 
Pseudomonas flectens 


2854985 2856506 Pseudomonas flectens Bacteria; 


74888  Bacteria_16S 3136979 3136882 11 108 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

74888  Bacteria_16S 3229568 3229495 33 106 gi|219846768|ref|NR_026360.1| Anaerococcus octavius 
strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Anaerococcus. 

74888 #Bacteria_16S 3363353 3363280 36 108 gi|219846675|ref|NR_026267.1| Salimicrobium album 


strain DSM 20748 
Firmicutes; Bacil 
74888 
strain DSM 1785 1 
Firmicutes; Clost 
74888 
DSM 316 16S ribos 
Clostridia; Clost 
74888 
strain NS 16S rib 
Proteobacteria; 
74888 
strain EN 101 16S 
Proteobacteria; 
74888 


Gammaproteobacter 
74888 
strain G3-29 16S 
Proteobacteria; 

74888 
strain 12B4 16S r 
Firmicutes; Clost 
74888 
strain 653 16S ri 
Firmicutes; Clost 
74888 
condimenti strain 
Bacteria; Firmicu 
74888 
hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 
74888 
strain Z-7937 16S 
Firmicutes; Clost 
74888 
aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 
74888 
arabaticum strain 
arabaticum Bacter 
74888 
intestinale strai 
intestinale Bacte 
74888 
strain OY 0-002 1 
Proteobacteria; G 
74888 
strain 113-1 16S 

Firmicutes; Erysi 
74888 
beijerinckii stra 
beijerinckii Bact 
74888 
strain ATCC 23392 
Tenericutes; Moll 
74888 
saccharolyticus s 
saccharolyticus B 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


G 
Bacteria_16S 


G 
Bacteria_16S 
HDS1-1 16S ribosomal RNA, partial sequence 
Bacteria_16S 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, partial sequence 174571 17599 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


lales; Bacillaceae; Salimicrobium. 
3502024 3501952 34 106 gi 
ridia; Clostridiales; Clostridiaceae; 
3532415 3532343 34 106 gi 
omal RNA, partial sequence 


ia; Vibrionales; Vibrionaceae; Vibrio. 


ammaproteobacteria; Vibrionales; Vibri 
186623 186551 36 108 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
211285 211213 34 106 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
279694 279614 29 108 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

313142 313070 36 108 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 


74888 
strain B7-43 16S 


Bacteria_16S 


363119 363047 36 108 gi 


16S ribosomal RNA, partial sequence 3361953 33634 


6S ribosomal RNA, partial sequence 3500724 35020 


3531057 3532455 Sarci 


219846575 


Clostridium. 
219846555 


7 


ribosomal RNA, partial sequence 


41 Salimicrobium 


ref 
49 Clostridium celatum Bacteria; 


ref 
na maxima Bacte 


album Bacteria; 


NR_026167.1| Clostridium celatum 


NR_026147.1 
r 


Sarcina maxima strain 
ia; Firmicutes; 


ridiales; Clostridiaceae; Sarcina. 

3567736 3567635 7 108 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
osomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3671082 3670981 7 108 gi|219846457|ref|NR_026048.1| Brenneria nigrifluens 

ribosomal RNA, partial sequence 3669690 3671145 Brenneria nigrifluens Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 

4047429 4047328 7 108 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 

4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 


4187417 4187316 7 108 gi|219846085|ref|NR_025675.1| Vibrio superstes 
ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

22515 22443 36 108 gi|265679049|ref|NR_029357.1| Propionispira arboris 
ibosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
ridia; Clostridiales; Veillonellaceae; Propionispira. 

27126 27054 34 106 gi|265679046|ref|NR_029354.1| Clostridium roseum 
bosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

40594 40522 36 108 gi| 265679037 |ref|NR_029345.1| Staphylococcus 

F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
tes; Bacillales; Staphylococcus. 

90432 90360 36 108 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
ain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
teria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 

91917 91845 36 108 gi|265679002|ref|NR_029310.1| Natroniella acetigena 

ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

96671 96599 36 108 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
n Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

107388 107316 36 108 gi| 265678991 |ref|NR_029299.1| Acetohalobium 

Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

162240 162168 34 106 gi|265678955|ref|NR_029263.1| Clostridium 
n Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

175990 175912 30 108 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 


Vibrio aestuarianus Bacteria; 


onaceae; Vibrio. 

265678939|ref|NR_029247.1| Clostridium ramosum 
185230 186748 Clostridium ramosum Bacteria; 

elotrichaceae. 

265678922|ref|NR_029230.1| Clostridium 

1 sequence 209908 211410 Clostridium 

iales; Clostridiaceae; Clostridium. 

265678874|ref|NR_029180.1| Mycoplasma gateae 

278321 279763 Mycoplasma gateae Bacteria; 

265678852|ref|NR_029158.1| Staphylococcus 

equence 311738 313264 Staphylococcus 

ylococcus. 

265678813|ref|NR_029118.1| Desulfovibrio putealis 


361716 363213 Desulfovibrio putealis Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


74888 
strain R 16089 1 


Bacteria_ 


16S 


6S ribosomal RNA, 


453638 453566 36 


108 
complete sequence 


gi 


452220 45376 


Firmicutes; 


74888 


strain R 16086 16 
Firmicutes; 


74888 


strain CK55 16S r 


Bacil 
Bacteria_16S 


Bacil 
Bacteria_16S 


lales; 


S ribosomal RNA, 
lales; 


Macrococcus. 
455237 455165 36 


Macrococcus. 
653051 652979 34 


108 


complete sequence 


106 


ibosomal RNA, partial sequence 


gi 
45 


gi 
65 


265678752 


265678751 


3819 45536 


265678615 
1676 65311 


ref|NR_029057.1| Macrococcus lamae 
8 Macrococcus lamae Bacteria; 


ref|NR_029056.1 


ref|NR_028920.1 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888  Bacteria_16S 654511 654439 34 106 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

74888  Bacteria_16S 666663 666591 36 108 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

74888  Bacteria_16S 672731 672624 1 108 gi|265678601|ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 


frederiksbergensi 
Pseudomonas. 


74888 


ferriphilum strai 
Bacteria; Nitrosp 


74888 


thermophilum stra 


Bacteria_16S 


Bacteria_16S 


thermophilum Bacteria; 


Thermodesulfobact 


74888 


strain VPI D 75 B 
Firmicutes; 


74888 


strain ATCC 43541 
Firmicutes; 


74888 


Sapovorans strain 
Bacteria; 


74888 


succinus subsp. 


74888 


16S ribosomal RNA, partial sequence 
Clostridia; 


74888 


psychrophilus str 
psychrophilus Bac 


74888 


halotolerans stra 
halotolerans Bact 


74888 
subsp. 
subsp. 
74888 
subsp. 


capitis subsp. ur 


74888 


carnosus subsp. 
carnosus subsp. 


74888 


aurantiaca strain 
Bacteria; 


74888 


strain s840-96-2 
Firmicutes; 


74888 


strain GD521 16S 
Firmicutes; 


74888 
subsp. 
subsp. 
74888 


Bacteria_16S 


Clost 
Bacteria_16S 


Clost 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 
s 
Staphylococcus 
Bacteria_16S 


Clost 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
equorum st 


Bacteria_16S 
urealyticu 


Bacteria_16S 
c 
c 
Bacteria_16S 


Bacteria_16S 


Clostridia; 
Bacteria_16S 


Bacillales; 
Bacteria_16S 
sciuri str 
sciuri Bacteria; 
Bacteria_16S 


s Bacteria; 


ridia; 


ridia; 


ridiales; 


teria; 


Gemmatimonadetes; 


796450 796378 36 


807243 807171 36 


erium. 


828639 828567 36 


830215 830143 36 


994032 993960 36 


OM 16S ribosomal RNA, 
Clostridia; 


1019804 1019732 36 
succinus subsp. 
1266257 1266185 34 
1285728 1285656 36 

Firmicutes; 
1287285 1287213 36 
1294878 1294806 36 
Firmicutes; 
1320715 1320643 36 
1322257 1322185 36 


1399453 1399377 33 


1419019 1418943 30 


Clostridiales; 
1434448 1434376 36 


Staphylococcus. 
1479969 1479897 36 


Firmicutes; 
1651035 1650957 30 


Proteobacteria; 


108 


108 


ce 80584 
Thermodesulfobacteriales; Thermodes 
108 gi|265678494|ref|NR_028797.1 


108 


108 


complete sequence 
Clostridiales; 


108 


106 


Clost 


108 


108 


106 


108 


ribosomal RNA, partial sequence 


108 


ain DSM 20345 16S ribosomal RNA, 
Bacillales; 


108 


VKM B1479 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 


Gammaproteobacteria; 


gi 


n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; Leptospiril 


gi 


in 7 16S ribosomal RNA, partial sequen 
Thermodesulfobacteria; 


-30 16S ribosomal RNA, partial sequenc 
Clostridiales; Veillonellaceae; 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


gi 


Syntrophomonadac 


gi 


uccinus strain AMG-D1 16S ribosomal RNA, 
succinus Bacteria; 


gi 


ridium. 
gi 


ain YKJ-115 16S ribosomal RNA, partial 


Bacillales; Jeotgal 


gi 


in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 


rain PA 231 16S ribosomal RNA, partial 
equorum Bacteria; 


s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 


arnosus strain 361 16S ribosomal RNA, 
arnosus Bacteria; 


108 gi| 228715348 

sequence 

Bacillales; Staphylococcus. 
108 gi| 228715347 

artial seq 

ales; Stap 

108 gi| 228715346 

partial se 

Firmicutes; Bacillales; Staphy 
108 gi| 228715357 


T-27 16S ribosomal RNA, partial sequence 


Gemmatimonadales; Gemmatimonadaceae; 


gi 


16S ribosomal RNA, partial sequence 1417633 14190 
Clostridiales Family XI. 


gi 


1433051 14345 


gi 


gi 


compl 
Staphyl 


265678515 
nce 79504 


265678508 


82720 
Selenomon 
265678493 

82878 

Selenomon 
265678382 

99261 


e 


265678365 
complet 


219846539 


219846054 
sequence 
icoccus. 
219846053 
sequence 


13980 
224581446 


I 
224581433 


219878381 
ete sequen 
ococcus. 

219878442 


Firmicutes; 


Pseudomonadales 
ref|NR_028818.1 
0 796555 Leptos 
lum. 
ref 


NR_028811.1 


9 828732 Seleno 
as. 
ref |NR_028796.1 
3 830273 Seleno 
as. 
ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref |NR_028667.1 
e sequence 

Bacillales; 


ref|NR_026131.1 


ref |NR_025644.1 
1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref |NR_027520.1 
1293463 129495 


ref|NR_027519.1 
uence 131930 
hylococcus. 

ref|NR_027518.1 
quence 132084 
lococcus. 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027228.1 


ncertae Sedis; H 
ref|NR_027215.1 


ref|NR_025520.1 
ce 1478573 148010 


ref 


; Pseudomonadaceae; 


Leptospirillum 
pirillum ferriphilum 


Thermodesulfobacterium 


2 807361 Thermodesulfobacterium 


ulfobacteriaceae; 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Staphylococcus 

1018386 1019933 
Staphylococcus. 
Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridiaceae; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Staphylococcus equorum 
6 Staphylococcus equorum 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Gemmatimonas 
imonas aurantiaca T-27 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


NR_025581.1 


Labrys monachus strain 


1649700 1651141 Labrys monachus Bacteria; 


74888 Bacteria_16S 1707614 1707542 34 106 
strain SH1 16S ribosomal RNA, partial sequence 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
74888  Bacteria_16S 2040759 2040687 36 108 gi 
paucivorans strain 2992-95 16S ribosomal RNA, partial s 


gi 


cl 


219878403 
1706248 17077 


ref|NR_025542.1 


ref |NR_025307.1 
2039358 204086 


Dolosicoccus 
7 Dolosicoccus 


paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

74888 Bacteria_16S 2282833 2282753 29 108 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

74888  Bacteria_16S 2464602 2464530 34 106 gi| 219857407 |ref|NR_024995.1| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888 Bacteria_16S 2485701 2485621 29 108 gi|219857393|ref|NR_024981.1| Mycoplasma subdolum 
strain TB 16S ribosomal RNA, partial sequence 2484337 2485798 Mycoplasma subdolum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
74888 Bacteria_16S 2908610 2908538 36 108 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

74888  Bacteria_16S 2910156 2910084 36 108 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

74888  Bacteria_16S 2911700 2911628 36 108 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

74888 Bacteria_16S 2913242 2913170 36 108 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

74888 Bacteria_16S 2914786 2914714 36 108 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

74888  Bacteria_16S 2916329 2916257 36 108 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

74888 Bacteria_16S 2917871 2917799 36 108 gi|219856845|ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 
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thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 

74888  Bacteria_16S 3037584 3037512 34 106 gi|219846898|ref|NR_026490.1| Clostridium 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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Kitasatospora 


04 Kitasatospora 
Streptomycineae; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Hyphomicrobium 
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74888 #Bacteria_16S 3622159 3622061 11 108 gi|219846491|ref|NR_026083.1| Fusobacterium 
nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
nucleatum subsp. fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
74888 Bacteria_16S 3642031 3641965 40 106 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

74888  Bacteria_16S 3643563 3643497 40 106 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

74888  Bacteria_16S 3645095 3645029 40 106 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
74888  Bacteria_16S 3695321 3695251 38 108 gi|219846441|ref|NR_026032.1| Pasteurella aerogenes 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

74888 #Bacteria_16S 4182894 4182796 11 108 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

74888  Bacteria_16S 43658 43589 40 108 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

74888  Bacteria_16S 85944 85875 40 108 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

74888  Bacteria_16S 329871 329798 33 106 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

74888 Bacteria_16S 869702 869629 36 108 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

74888  Bacteria_16S 1131809 1131740 40 108 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
74888 Bacteria_16S 1483063 1482990 36 108 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 

74888  Bacteria_16S 1568857 1568784 36 108 gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
74888 Bacteria_16S 1640347 1640278 40 108 
strain SNG49 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
74888  Bacteria_16S 1721392 1721295 11 108 gi| 219878394 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 17214 


Leptotrichia. 
gi| 219878450 
1638983 16404 


ref|NR_025589.1| Nocardiopsis aegyptia 
69 Nocardiopsis aegyptia Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_025533.1| Cetobacterium somerae 


59 Cetobacterium somerae Bacteria; 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

74888  Bacteria_16S 1744205 1744136 40 108 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

74888  Bacteria_16S 1768434 1768361 33 106 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

74888 Bacteria_16S 1877885 1877816 40 108 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

74888  Bacteria_16S 1970534 1970471 45 108 gi|219878215|ref|NR_025354.1] Azospirillum 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 

74888  Bacteria_16S 2158033 2157964 40 108 gi|219857630|ref|NR_025219.1| Streptomonospora alba 


strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 


Actinobacteria; A 
Streptomonospora. 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; Nocardiopsaceae; 
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Bacteria_16S 


2186898 2186826 36 108 gi 
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ref |NR_025197.1 


Carnobacterium 


viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

74888  Bacteria_16S 2334165 2334096 40 108 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

74888 Bacteria_16S 2344639 2344570 40 108 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

74888  Bacteria_16S 2402289 2402220 40 108 gi| 219857459 |ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

74888  Bacteria_16S 2409972 2409903 40 108 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

74888  Bacteria_16S 2511449 2511380 40 108 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

74888  Bacteria_16S 2512957 2512888 40 108 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
74888  Bacteria_16S 2663476 2663411 43 108 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

74888  Bacteria_16S 3034533 3034464 36 105 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

74888 Bacteria_16S 3256736 3256667 40 108 gi|219846750|ref|NR_026342.1| Nocardiopsis 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 3256832 Nocardiopsis 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

74888  Bacteria_16S 3258249 3258180 40 108 gi| 219846749 |ref|NR_026341.1| Nocardiopsis listeri 


strain DSM 40297 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
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265678919|ref|NR_029227.1| Halomonas elongata 
214535 216002 Halomonas elongata Bacteria; 

Halomonadaceae; Halomonas. 

265678845 |ref|NR_029150.1| Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


ridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

388810 388738 36 108 gi|265678796|ref|NR_029101.1| Veillonella ratti 
ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

549913 549841 36 108 gi| 265678686 |ref|NR_028991.1| Sporomusa aerivorans 
ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

644038 643966 36 108 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 


74888  Bacteria_16S 727223 727151 36 108 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

74888  Bacteria_16S 765804 765732 36 108 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

74888  Bacteria_16S 767342 767270 36 108 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

74888  Bacteria_16S 793478 793406 36 108 gi|265678517|ref|NR_028820.1| Spirochaeta americana 


strain ASpGl1 16S 


ribosomal RNA, partial sequence 


792094 79356 


0 Spirochaeta americana Bacteria; 


Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

74888 Bacteria_16S 805732 805660 36 108 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

74888  Bacteria_16S 983016 982944 34 105 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 
strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

74888 Bacteria_16S 1140970 1140874 14 108 gi|253680763|ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 

74888  Bacteria_16S 1160559 1160487 36 108 gi|228721485|ref|NR_027608.1| Desulfotomaculum 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

74888 #Bacteria_16S 1245319 1245247 36 108 gi|219857537|ref|NR_025125.1| Desulfitobacterium 


metallireducens s 
metallireducens B 
74888 
schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
Bacteria_16S 


74888 
hafniense strain 
DCB-2 Bacteria; 
74888 
magneticus strain 
Bacteria; Proteob 
74888 
saccharolyticum s 
1498218 Ha 
Halanaerobiales; 
74888 
strain ATCC 35185 
Bacteria; Firmicu 
74888 
auripigmenti stra 
auripigmenti Bact 
74888 
strain DSM 1672 1 
Firmicutes; Clost 
74888 
strain CCUG 43457 
Bacteroidetes; Ba 


F 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1319173 1319101 36 108 gi 
coagulans strain GA 211 16S ribosomal 


1342092 1342020 36 108 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1369390 1369318 36 108 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1498135 1498063 36 108 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
1525161 1525089 36 108 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1693802 1693730 36 108 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1748762 1748690 36 108 gi 
ridia; Clostridiales; Veillonellaceae; 
1786507 1786427 29 108 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 


74888 


Bacteria_16S 


228721140 
nce 13406 


228718692 
ence 13679 


219846665 
16 
ch 


219857527 
15237 
nellaceae; 
219878412 
equence 
iales; 
219878375 


6S ribosomal RNA, partial sequence 1747351 17488 


Megamonas 
219878345 
17851 
daceae; 
219878330 


1809376 1809305 36 108 gi 


antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 


antarcticus Bacte 


ria; Firmicutes; Bacillales; Planococc 


aceae; 


1 sequence 


Peptococca 


ibrionales 


S riboso 
arolytic 


Pep 


Dy 


1243915 1245428 Desulfitobacterium 


ridiales; Peptococcaceae; Desulfitobacterium. 
228715349|ref|NR_027521.1| Staphylococcus 
RNA, partial sequence 1317758 1319249 


Staphylococcus. 
Desulfitobacterium 
itobacterium hafniense 
acterium. 

Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Halanaerobium 

e sequence 1496733 
micutes; Clostridia; 


ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref |NR_026257.1 
mal RNA, complet 
um Bacteria; Fir 
ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_025551.1 

1692386 169391 


Selenomonas sputigena 
monas sputigena 


Desulfosporosinus 

7 Desulfosporosinus 
tococcaceae; Desulfosporosinus. 
ref|NR_025514.1| Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 
ref|NR_025484.1 
30 1786580 Dysgon 
sgonomonas. 


Dysgonomonas mossii 
omonas mossii Bacteria; 


ref 


NR_025469.1 


Planococcus 


1807983 1809461 Planococcus 


Planococcus. 


74888 


strain DSM 5090 1 
Firmicutes; 


74888 


strain DSM 3132 1 
Firmicutes; 


74888 


burkinensis strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


burkinensis Bacteria; 


74888 


strain DSM 5192 1 
Firmicutes; 


74888 


submarinus strain 
Bacteria; 


74888 


micronuciformis s 
micronuciformis B 


74888 


strain ATCC 17747 
Firmicutes; 


74888 


meridiei strain S 
Bacteria; 


74888 


acidaminophila st 
acidaminophila Ba 


74888 


burkinensis strai 
Bacteria; 


74888 


strain CVL 16S ri 
Proteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


Clostridia; 


Clostridia; 


acteria; 


Clostridia; 


cteria; 


1884174 1884102 36 


1885754 1885682 36 


2050153 2050081 36 


Firmicutes; Clostridia; 
2051714 2051642 36 


2103645 2103573 36 


2141456 2141384 36 
Firmicutes; 
2403819 2403747 36 
2548789 2548717 36 


Clostridia; 
2567163 2567091 36 


Firmicutes; 
2607134 2607062 36 


2614882 2614810 36 


108 


108 


n DSM 6283 16S ribosomal RNA, partial 


gi|219878277 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


gi|219878276 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridiales; Veillonellaceae; 


ref |NR_025416.1 


ref|NR_025415.1 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 
Sporomusa. 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Sporomusa. 
108 gi|219878159|ref|NR_025298.1| Anaeroarcus 

sequence 2048758 2050263 Anaeroarcus 
Clostridiales; Veillonellaceae; Anaeroarcus. 
108 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 


108 


6N 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


108 


train AIP 412.00 16S ribosomal RNA, part 
Clostridia; 


108 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


108 


10 16S ribosomal RNA, partial sequence 
Clostridiales; 


108 


rain DSM 3853 16S ribosomal RNA, partial 
Clostridia; 


108 


n HDv 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


108 


bosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 2050314 20518 
Clostridiales; Veillonellaceae; 


gi|219878118 


gi|219857641 


Clostridiales; 
gi|219857458 


gi| 219857345 


Peptococcaceae; 
gi| 219857290 


gi| 219857264 


gi] 219857256 


2613469 26150 


21022 


ial sequence 


24024 
Veillonel 

25473 
sequence 2565759 256728 


Clostridiales; Veillonellaceae; 


26057 


ref|NR_025257.1 
11 2103776 Desul 
De 
ref|NR_025230.1 

214009 
lonellaceae; 
NR_025046.1 


Veil 
ref 


la. 
ref|NR_024933.1 
74 2548878 Desul 
Desu 
ref 


NR_024921.1 


ref |NR_024895.1 
De 
ref |NR_024887.1 
09 Desulfovibrio 
Des 


24 Anaerosinus glycerini Bacteria; 
Anaerosinus. 


Desulfonauticus 


fonauticus submarinus 
sulfohalobiaceae; 


Desulfonauticus. 
Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Veillonella criceti 


23 2403914 Veillonella criceti Bacteria; 


Desulfosporosinus 


fosporosinus meridiei 
1lfosporosinu 


Ss. 
Anaeromusa 

8 Anaeromusa 

Anaeromusa. 

Desulfovibrio 


22 2607261 Desulfovibrio burkinensis 
sulfovibrionaceae; 


Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 


74888 
nitritogenes stra 
nitritogenes Bact 
74888 
sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 
74888 
hydroxybenzoicum 
hydroxybenzoicum 
74888 
orientis strain D 
Bacteria; Firmicu 
74888 
kuznetsovii strai 
kuznetsovii DSM 6 
74888 


Deltaproteobacteria; Desulfovibrionales; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2887308 2887236 34 105 gi 
in JCM 6485 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostridia 
3051275 3051203 36 108 gi 
rain ThAcOl 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobacte 


3111389 3111317 36 108 gi 
strain BT 16S ribosomal RNA, partial seq 
Bacteria; Firmicutes; Clostridia; Clostr 
3155167 3155095 36 108 gi 
SM 765 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Peptococ 
3156760 3156688 36 108 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3203893 3203821 36 108 


se 
cl 


equence 
les; 


equence 
ria; 


219846848 


uence 
idiales; 


219846819 
ce 31537 


caceae; 


219846818 


quence 


Desulfovibrionaceae; 
219856865 


Eubacteriaceae; 
219846888 


Desulfovibrionales; 


ostridia 
219846786 


ref|NR_024684.1| Eubacterium 
2885932 2887408 Eubacterium 
Eubacterium. 
ref|NR_026480.1| Desulfovibrio 
3049889 3051367 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026411.1 
64 3155274 Desul 
Desu 
ref 

3 
les; 
ref 


Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Desulfosporosinus 
fosporosinus orientis 
lfosporosinus. 

NR_026410.1| Desulfotomaculum 
155325 3156901 Desulfotomaculum 
Peptococcaceae; Desulfotomaculum. 


Bacteria_16S 


strain DG-1 16S r 
Firmicutes; 


74888  Bacteria_16S 


aeronauticum strain DSM 10349 16S ribosomal RNA, partial 
; Clostridia 


aeronauticum Bacteria; 
74888  Bacteria_16S 

strain Z-7692 16S 
Spirochaetes; 
74888  Bacteria_16S 
strain Z-7491 16S 
Spirochaetes; 
74888  Bacteria_16S 
strain Z-7591 16S 
Spirochaetes; 
74888  Bacteria_16S 

saccharolyticum subsp. 


Halanaerobiales; 
74888  Bacteria_16S 


chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 


3247830 3247758 36 


Firmicutes; Clostridia 
3315963 3315891 36 
3317488 3317416 36 


Spirochaetaceae 
3319007 3318935 36 


Spirochaetaceae 
3376929 3376857 36 


senegalense strain DSM 7379 16S 
Halanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 


Halanaerob 
3390563 3390495 41 


chliarophilus Bacteria; Deinococcus-Thermus; 


ibosomal RNA, partial sequence 


Clostridia; Clostridiales; Veillonellaceae; 


108 


108 


ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Spirochaeta. 


108 


ribosomal RNA, partial sequence 
Spirochaetales; 


gi 


NR_026378.1 


Sporomusa silvacetica 


3202501 32039 


gi|219846756 
les; 
gi|219846710 
3314589 33160 


gi|219846709 
3316113 33175 


; Spirochaeta. 


108 


ribosomal RNA, partial sequence 
Spirochaetales; 


gi|219846708 
3317638 33191 


; Spirochaeta. 


108 


ium. 
108 


219846666 
ribosomal 


gi 


Sporomusa. 


sequence 
Peptococcaceae; 


81 Sporomusa silvacetica Bacteria; 


ref|NR_026348.1| Desulfotomaculum 

3246473 3247948 Desulfotomaculum 
Desulfotomaculum. 
ref|NR_026302.1| Spirochaeta africana 
62 Spirochaeta africana Bacteria; 


ref|NR_026301.1| Spirochaeta alkalica 
87 Spirochaeta alkalica Bacteria; 


ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


Halanaerobium 
3375527 3377012 


ref 
RNA, 


NR_026258.1 
partial sequence 


senegalense Bacteria; Firmicutes; Clostridia; 


gi|219846652|ref|NR_026244.1| Meiothermus 
3389244 3390664 Meiothermus 
Deinococci; Thermales; Thermaceae; Meiothermus. 


74888 


Bacteria_16S 


3445759 3445687 36 108 gi 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 34 


Bacteria; 


74888 


74888 


74888 


Firmicutes; 
Bacteria_16S 

halophilum strain SEBR 3139 16S ribosomal RNA, partial 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Bacteria_16S 
chlororespirans s 
chlororespirans B 
Bacteria_16S 
strain E-37 16S r 


train Co23 16S ribosomal RNA, partial 
acteria; 


ibosomal RNA, partial sequence 


Clostridia; 


3654226 3654154 36 108 gi 


sequenc 


3686215 3686143 36 108 gi 
sequenc 
Firmicutes; Clostridia; 
3717710 3717631 30 108 gi 
3716418 37 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobac 


74888 


thermocisternum s 
thermocisternum B 


74888 


lacurosei strain 
Bacteria; 


74888 


strain ATCC 29800 
Bacteroidetes; 


74888 


chungwhensis stra 
chungwhensis Bact 


74888 


strain PV1 16S ri 
Firmicutes; 


74888 


phenolicus strain 
phenolicus Bacter 


74888 


velocicrescens st 
velocicrescens Ba 


74888 


leptinotarsae str 
leptinotarsae Bac 


74888 


strain CUAS-1 16S 
Tenericutes; Moll 


74888 


strain CCH 16S ri 
Tenericutes; Moll 


74888 


thermobenzoicum s 


Clostridiales; 


74888 


proteolyticum str 
Bacteria; 


74888 


strain Hbl 16S ri 


74888 


strain R85-13-6 1 


74888 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae; 


74888 


strain NCTC 13004 
Bacteria; 


74888 


pametensis strain 
pametensis Bacter 
Helicobacter. 


74888 


DSM 14365 16S rib 
Bacteria; 


74888 


sarecensis strain LV4 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


train ST90 16S ribosomal RNA, partial 
acteria; 


H200 16S ribosomal RNA, 
Firmicutes; 


16S ribosomal RNA, partial sequence 
Bacteroidia; 


bosomal RNA, partial sequence 
Clostridia; 


LR7.2 16S ribosomal RNA, 


ia; Firmicutes; 


ribosomal RNA, partial sequence 
icutes; 


bosomal RNA, partial sequence 
icutes; 


3765426 3765354 36 108 gi 
sequenc 
Firmicutes; Clostridia; Clostridiale 
3842555 3842483 36 108 gi 
complete sequence 
Clostridia; Halanaerobiales; 


3865265 3865185 29 108 


38 
Halanaerobi 

gi 
38 
Bacteroidales; Alis 


Rikenellaceae; 
4004984 4004912 36 2 


108 gi 


Firmicutes; Bacillales; 
4071477 4071405 36 


Bacillaceae; 
108 gi 
4070099 40 
Clostridiales; Veillonellaceae; Veillo 
4079055 4078983 36 108 gi 
complete sequence 
Clostridia; Clostridiales; 
4136563 4136491 34 105 gi 


Po 


Pe 


Tenericutes; Mollicutes; 
4145958 4145886 34 105 


Entomoplasma 
gi 


Tenericutes; Mollicutes; 
4153637 4153565 34 105 


Entomoplasmat 
gi 
4152247 41 


Entomoplasmatales; Spiroplasmataceae; 


219846613 
44350 3445854 Succi 
Clostridiales; Veillonellaceae; Succiniclasticum. 


219846469 


Pepto 
219846447 


Clostridiales; 
219846425 


219846334 


219846319 
63852 3865319 Alist 


19846222 
in BH030062 16S ribosomal RNA, partial sequen 
eria; 
219846172 


219846167 


219846123 
rain MQ-4 16S ribosomal RNA, partial sequence 
cteria; 
219846117 
ain LD-1B 16S ribosomal RNA, partial sequence 
teria; 
219846112 


ref 


ref 


NR_026205.1 


NR_026061.1 


Succiniclasticum 


niclasticum ruminis 


Desulfotomaculum 


e 3652827 3654352 Desulfotomaculum 


ref 


coccaceae; 


NR_026038.1 


Desulfotomaculum. 


Desulfitobacterium 


e 3684807 3686313 Desulfitobacterium 


ref 


Peptococcaceae; 


NR_026016.1 


Desulfitobacterium. 
Sagittula stellata 


17790 Sagittula stellata Bacteria; 


teraceae; 
219846388 
e 3764125 376551 
Peptococcaceae; 


ref 


S; 
ref 


41123 3842666 Halan 
Halanaerobium. 


aceae; 
ref 


tipes. 
ref 


rs 


ce 
ntibaci 
ref 


nella. 
ref 


ptococc 
ref 


rs 


tales; 
ref 


ales; S 
ref 


Spirop 


4159899 4159827 34 105 gi 
4158509 41 
Spiroplasmataceae; 


108 gi 


Entomoplasmatales; 
4231307 4231235 36 


ubsp. thermosyntrophicum strain TPO 16S ribos 


219846108 


219846048 


ref 


003594 400502 


4077655 407918 


135174 413668 


4144567 414608 


NR_025979.1 


NR_025924.1 


NR_025909.1 


NR_025812.1 
llus. 
NR_025762.1 
NR_025757.1 


aceae; 
NR_025713.1 


Spiroplasmat 
NR_025707.1 


piroplasmata 
NR_025702.1 


lasma. 
NR_025698.1 


Sagittula. 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Halanaerobium 


aerobium lacurosei 


Alistipes putredinis 


ipes putredinis Bacteria; 


Pontibacillus 
0 Pontibacillus 


Veillonella caviae 


71500 Veillonella caviae Bacteria; 


Cryptanaerobacter 
3 Cryptanaerobacter 


Cryptanaerobacter. 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 
Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma diminutum 


53762 Spiroplasma diminutum Bacteria; 


Spiroplasma chinense 


60024 Spiroplasma chinense Bacteria; 


Spirop 
ref 
omal RN 


lasma. 
NR_025638.1 
A, partial s 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Peptococcaceae; 


bosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacter 


osomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; 


Desulfotomaculum. 


181951 181880 34 105 gi 


ain CG 16S ribosomal RNA, partial sequence 18 
Firmicutes; 


Clostridiacea 
gi 
275297 27 

Heli 


Clostridia; Clostridiales; 
276663 276584 30 108 


296438 296359 30 108 gi 


Heli 


969354 969291 43 106 gi 


Act 


972489 972410 30 108 gi 


97 


1128809 1128730 30 108 gi 


1210612 1210537 33 108 gi 


1209193 12 


1276743 1276668 33 108 gi 


265678942 
0574 182073 Clostr 


265678876 


265678863 
6S ribosomal RNA, partial sequence 295056 29653 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
265678398 
rain YC75 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
265678396 
1100 972566 Campyl 


253680771 
B9A Seymour 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Epsilonproteobacteria; 
228715350 


219846179 
1275363 1276810 Chromohalobacter sarecensis 


ref 


Clos 
ref 


e; 


6761 Helicobacter 


cobacte 
ref 


cobacte 
ref 


inomyce 
ref 


ales; C 
ref 


nce 


ref 


6 Helicobacter 


967981 969477 


127427 112890 
Campyloba 


NR_029250.1 


tridium. 
NR_029182.1 


raceae; Heli 
NR_029169.1 


raceae; Heli 
NR_028700.1 


tales; Strep 
NR_028698.1 


ampylobacter 
NR_028019.1 


cterales; He 


NR_027522.1 


Clostridium 
idium proteolyticum 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Kitasatospora 
Kitasatospora 
tomycineae; 


Campylobacter lanienae 
obacter lanienae 

aceae; Campylobacter. 
Helicobacter 

7 Helicobacter 
licobacteraceae; 


Haliangium ochraceum 


10699 Haliangium ochraceum DSM 14365 


Nannocystineae; 


Hali 


ref 


angiaceae; Haliangium. 


NR_025769.1 


Chromohalobacter 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 


74888 Bacteria_ 


ostraviensis stra 
ostraviensis Bacteria; 


Cellvibrio. 
74888 
strain NCIMB 8634 
Proteobacteria; 
74888 
strain NCIMB 8633 
Proteobacteria; 
74888 
strain MIT 97-507 
Proteobacteria; E 
74888 


Helicobacter. 
74888 
strain Loup-1 16S 
Bacteroidetes; 
74888 
hyointestinalis s 


Campylobacter hyointestinalis subsp. 


Campylobacterales 
74888 
strain SR12 16S r 
Firmicutes; Clost 
74888 
mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 
74888 
hydrogeniphila st 
hydrogeniphila Ba 
74888 
tapeticola strain 
tapeticola Bacter 
74888 
arcachonense stra 
arcachonense Bact 
Sulfurospirillum. 
74888 
bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 
74888 
strain ATCC 51270 
Bacteria; Bactero 
74888 
strain VPB 4875 1 
Bacteroidetes; Ba 
74888 
strain MIT 95-170 
Bacteria; Proteob 
74888 
strain Inkinen 16 
Proteobacteria; E 
74888 
strain LRB 8581 1 
Proteobacteria; E 
74888 
anatipestifer str 
anatipestifer Bac 


Bacteria_16S 


Gammaproteobacteria; Pseudomonadales; P 
Bacteria_16S 


Gammaproteobacteria; Pseudomonadales; P 


Bacteria_16S 


Bacteria_16S 
canadensis strain 
canadensis Bacter 


Bacteria_16S 


Bacteroidia; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


16S 1692263 1692184 1 80 gi 
in LMG 19434 16S ribosomal RNA, partia 
Proteobacteria; Gammaproteobacte 


2 
1 


2171788 2171709 1 80 gi 
16S ribosomal RNA, partial sequence 


2173339 2173260 1 80 gi 
16S ribosomal RNA, partial sequence 


2293391 2293312 30 108 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2332625 2332546 30 108 gi 


Ss; 


ribosomal RNA, partial sequence 
Bacteroidales; 
2526562 2526483 30 108 gi 
ubsp. lawsonii strain CHY5 16S ribosomal 
; Campylobacteraceae; Campylobacter. 

2559489 2559419 36 106 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2564088 2564009 30 108 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


ia 
ac 


2728227 2728152 30 104 gi 
rain 29W 16S ribosomal RNA, partial sequ 
cteria; Aquificae; Aquificales; Hydrogen 
3008839 3008764 33 108 gi 
ccc Baja-95 Cl.2 16S ribosomal RNA, par 
ia; Cyanobacteria; Oscillatoriales; Halo 
3159864 3159785 30 108 gi 
in F1F6 16S ribosomal RNA, partial seque 
eria; Proteobacteria; Epsilonproteobacte 


3212909 3212830 30 108 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


al 
te 


3410319 3410240 30 108 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
3547895 3547816 30 108 


Po 
gi 


rp 


cteroidia; Bacteroidales; Porphyromonada 
3635885 3635806 30 108 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3648074 3647995 30 108 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3698243 3698164 30 108 gi 


ob 


Ss; 


psilonproteobacteria; Campylobacterale 
3704301 3704230 38 108 gi 
ain ATCC 11845 16S ribosomal RNA, part 
Bacteroidetes; Flavobacteria; F 


Ss; 


ia 


74888 
strain Hh-2 16S r 


74888 
helveticus strain 
Bacteria; Proteob 


Bacteria_16S 


3802997 3802918 30 108 gi 
ibosomal RNA, partial sequence 
S; 
3809051 3808972 30 


108 gi 


acteria; Epsilonproteobacteria; Campylob 


ri 
219857621 


seudomonadaceae; 
219857620 


219857508 


2393419 23948 
Porphyromonadaceae; 
219857360 


219857338 
2558106 25596 


219857169 


219846918 


219846816 


219846780 


219846638 


219846545 
6S ribosomal RNA, partial sequence 3546505 35479 


219846482 


219846473 
3646715 36481 


219846438 
6S ribosomal RNA, partial sequence 3696887 36983 


219846434 


lavobacter 
219846361 
3801626 38030 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
Bacteria_16S 219846357 
D5248 16S ribosomal RNA, partial sequence 38076 


19878413 |ref|NR_025552.1 
sequence 1690867 16923 
a; Pseudomonadales; 
ref|NR_025210.1 
21703 
Cellvibr 
ref |NR_025209.1 
21719 
Cellvibr 
ref|NR_025124.1 

22920 
Helicobacte 
ref 


raceae; Hel 
NR_025096.1 


NLEP-16143 16S ribosomal RNA, partial sequence 2331268 233272 
ia; Proteobacteria; Epsilonproteobacteria; Campylobacterales; He 
2394806 2394727 30 108 gi|219857464|ref|NR_025052.1 


84 Porphyromonas 
rphyromonas. 
ref |NR_024948.1 
RNA, partial sequence 


Po 


ref|NR_024926.1 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterale 


1 sequen 
teria; C 


ref|NR_024797.1 
2726822 272832 
eae; Persephonel 
ref|NR_026510.1 
tial sequence 300750 
spirulina. 
ref 


ence 
othermac 


NR_026408.1 
158497 315992 
Campylobacterales; 


Ww 


nce 
ria; 


ref |NR_026372.1 
sequence 3211554 321297 
ria; Campylobacterales; 
ref|NR_026230.1 
34089 
hyromonadaceae; Porphyro: 
ref |NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_026029.1 


ceae; Po 


36345 
acterale 


Helicob 


Helicobacteraceae; Heli 
ref |NR_026025.1 
1 sequence 3702915 370430 
iales; Flavobact 
ref |NR_025952.1 
Helicobacteraceae; Heli 
ref |NR_025948.1 
88 3809126 Campyl 


acterales; Campylobacter 


3 
Pseudomonadaceae; 


56 2171849 Cellvi 


00 2173400 Cellvi 
seudomonadaceae; 
219857536 


S; 


74888 


Bacteria_16S 


3818336 3818257 30 


108 


gi 


strain ATCC 29543 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


219846351 


Cellvibrio 
5 Cellvibrio 


Cellvibrio fulvus 
brio fulvus Bacteria; 


io. 


Cellvibrio vulgaris 
brio vulgaris Bacteria; 


io. 


Helicobacter aurati 


20 2293474 Helicobacter aurati Bacteria; 
icobacter. 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Porphyromonas gulae 
gulae Bacteria; 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 
Eubacterium. 
219857335 


Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


Persephonella 

8 Persephonella 

la. 

Halospirulina 

4 3008891 Halospirulina 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Helicobacter 
4 Helicobacter 


Helicobacteraceae; 


Porphyromonas catoniae 


32 3410401 Porphyromonas catoniae 


monas. 
Porphyromonas cansulci 
cansulci Bacteria; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Helicobacter trogontum 


08 Helicobacter trogontum Bacteria; 


cobacter. 

Riemerella 

0 Riemerella 

eriaceae; Riemerella. 
Helicobacter hepaticus 


95 Helicobacter hepaticus Bacteria; 


cobacter. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 


ref|NR_025942.1 


Wolinella succinogenes 


3816954 3818434 Wolinella succinogenes 


Helicobactera 


ceae; Wolinella. 


74888  Bacteria_16S 3819859 3819780 30 108 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

74888  Bacteria_16S 3821394 3821315 30 108 gi|219846349|ref|NR_025940.1| Helicobacter 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 


74888  Bacteria_16S 3822922 3822843 30 108 gi| 219846348 |ref|NR_025939.1| Helicobacter muridarum 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

74888  Bacteria_16S 3827504 3827425 30 108 gi|219846345|ref|NR_025935.1| Helicobacter felis 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

74888 #Bacteria_16S 3869816 3869737 30 108 gi|219846316|ref|NR_025906.1| Arcobacter 


nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
74888  Bacteria_16S 3871328 3871249 30 108 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 
74888  Bacteria_16S 4006459 4006372 21 108 gi|219846221|ref|NR_025811.1| Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 


74888  Bacteria_16S 4011023 4010925 13 108 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

74888 Bacteria_16S 214431 214353 30 108 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

74888  Bacteria_16S 342344 342266 30 108 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
74888  Bacteria_16S 441346 441276 36 105 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 


strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
74888  Bacteria_16S 634799 634701 11 108 gi|265678628|ref|NR_028933.1| Fusobacterium equinum 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 


74888  Bacteria_16S 650190 650112 30 108 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

74888  Bacteria_16S 936986 936908 30 108 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

74888  Bacteria_16S 1183327 1183257 36 106 gi|228717350|ref|NR_027562.1| Anaerofustis 


bR 


stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
74888  Bacteria_16S 1201444 1201378 43 108 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

74888 Bacteria_16S 1381452 1381374 30 108 gi|228717274|ref|NR_027561.1| Methylocella 
silvestris strain BL2 16S ribosomal RNA, partial sequence 1380115 1381523 Methylocella silvestris BL2 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

74888  Bacteria_16S 1629766 1629688 30 108 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
74888  Bacteria_16S 2397743 2397673 36 106 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 
74888  Bacteria_16S 3072359 3072281 30 108 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


74888  Bacteria_16S 3687724 3687654 36 105 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 
strain GIH 16S ribosomal RNA, partial sequence 3686364 3687830 Mycoplasma yeatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

74888  Bacteria_16S 3689241 3689171 36 105 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 
strain VIS 16S ribosomal RNA, partial sequence 3687881 3689347 Mycoplasma cottewii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

74888 Bacteria_16S 3775821 3775751 36 105 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 


putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


74888 


strain YJS 16S ri 
Tenericutes; Moll 


74888 


cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 


74888 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 


74888 


camporealensis st 
camporealensis Ba 
Corynebacteriacea 


74888 


strain BR 16S rib 
Spirochaetes; 


74888 


strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 


74888 


castelarensis str 
castelarensis Bac 
Streptomycetaceae; 


74888 


strain DV1140 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


icutes; 


4119781 4119711 36 


1367 1298 40 


2906 


2837 40 


69552 


69483 40 


111890 111817 35 


334592 334523 40 


369007 368938 40 


505757 505688 40 


105 


bosomal RNA, partial sequence 
Entomoplasmatales; 


108 


108 


28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


108 


rain CRS-51 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


108 


osomal RNA, partial sequence 
Spirochaetales; 


108 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


108 


ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


108 


ribosomal RNA, partial sequence 


gi|219846138 


4118405 41199 
Entomoplasmataceae; Mesoplasma. 


gi| 265679063 


34 16S ribosomal RNA, partial sequence L 
acteria; Actinobacteridae; Actinomycetales; 


gi| 265679062 
1539 


gi| 265679018 
sequence 


gi| 265678988 


110499 11199 
Spirochaetaceae; Treponema 


gi| 265678838 


gi| 265678809 
sequence 


gi| 265678715 


504361 50587 


Actinomycetales; 


e; Actinomycetales; 


ref |NR_025728.1 


ref|NR_029371.1 
1489 


ref |NR_029370.1 
3029 


ref|NR_029326.1 
68186 69586 


ref|NR_029296.1 


ref|NR_029143.1 


ref|NR_029114.1 
367645 369119 


ref|NR_029020.1 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Saccharomonospora 


Saccharomonospora cyanea 
Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora 


Saccharomonospora azurea 
Pseudonocardineae; Pseudonocardiaceae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Mycobacterium celatum 


333245 334704 Mycobacterium celatum 


Corynebacterineae; Mycobacteriaceae; 


Streptomyces 
Streptomyces 


Streptomycineae; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Thermotogae; 
74888 


Corynebacterium. 


Thermotogales; Thermotogaceae; Thermosipho. 
Bacteria_ 
ciconiae strain BS13 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


16S 525473 525404 40 108 gi 


265678702 


ales; 


ref|NR_029007.1| Corynebacterium 
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Corynebacterineae; Corynebacteriaceae; 


74888 
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74888 
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74888 


cangkringensis st 
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74888 
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strain M343/98/2 


74888 
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Bacteria_16S 
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sequence 
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16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
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gi| 265678438 


xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 
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74888 


subsp. 
socranskii subsp. 


Bacteria_16S 
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108 


Spirochaetes; 
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socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 
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partial sequence 
eridae; Actinomycetales; C 


Actinomycetales; 


ial sequence 622694 624168 
Actinomycetales; 
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eridae; Actinomycetales; S 
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Corynebacterineae; M 
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Streptomycineae; Str 
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Pseudonocardineae; P 
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ref |NR_028975.1 
572888 


ref |NR_028958.1 
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Coryneba 
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Saccharomonospora. 
Bacteria_16S 
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1122822 1122745 29 105 gi 
CC 27815 16S ribosomal RNA, partial se 
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Actinomycetales; Streptomycineae; Str 
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ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
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’ 


al 


s 


’ 


1 


Ss; 


al 


1426677 1426608 40 108 gi 
ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

1428242 1428173 40 108 gi 
AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 

1475279 1475210 40 108 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1489111 1489042 40 108 gi 
rain JCM 4667 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1523603 1523530 35 108 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
1590205 1590136 40 108 gi 


al 
e; 


v 


se 
Ac 


; 
2 
1 
7 
7 


et 
ae 


, 


gi 


Stre 
1593301 1593232 40 108 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1594847 1594778 40 108 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

1596394 1596325 40 108 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 


pt 


re 
id 
v 
2 
1 
7 


v 


74888 
atypicum strain R 


Bacteria_16S 


1710677 1710608 40 108 gi 
2070 16S ribosomal RNA, partial sequence 


265678310 
1 sequence 
Actinomy 


228715451 
quence 
utes; 

228720667 
1163739 11652 
nellaceae; 
219857241 
tial seque 
ch 
219857240 
tial seque 
ch 
219846681 


219846655 


228721493 
moviol 
eptomy 
228721494 
equenc 


224581447 


224581441 


224581440 


19878476 


219857134 


219857543 
1522207 15236 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


219878483 


219878482 


19878481 


219878401 


aetales; 


aetales; 


12618 


es; Cory 


equence 
Spirocha 


ibos 
aceu 
ceta 


6S xr 


e 
Thermot 
14160 


es; Pseu 


seq 
Act 


uenc 


quence 
tinomyce 


sequence 
Actinomy 


e sequen 
Actino: 


’ 


omycinea 
partial 


tinobact 


ial sequ 
ae; Acti 


sequence 
Actinomy 


Myco 


inomycet 


NR_028612.1 
1098650 110009 
cetales; Strepto 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


ref|NR_027532.1 
1121455 112289 
plasmataceae; Ureaplasma. 
ref|NR_027596.1| Mitsuokella multacida 
49 Mitsuokella multacida DSM 20544 
Mitsuokella. 
ref |NR_024869.1 
nce 125128 
Spirochaetaceae 
ref |NR_024868.1 
nce 125281 
Spirochaetaceae 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref |NR_026247.1 
1263357 126483 
etaceae; Trepone 
ref|NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
ceae; Streptomyc 
ref|NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref|NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


Ureaplasma parvum 
3 Ureaplasma parvum 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 

Treponema socranskii 
8 1254294 Treponema 
7 Treponema. 

Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Treponema 
5 Treponema 
ma. 

Streptomyces 
1 sequence 
nobacteria; 
es. 

Thermosipho 
7 Thermosipho 
ipho. 
Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


’ 


1307063 


ref|NR_027223.1 
e 1425302 142681 
ales; Strept 


Streptomyces 
1 Streptomyces 
omycineae; 


ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


Streptomyces 
6 Streptomyces 
cineae; 


ref|NR_025615.1 
1473916 147541 
cetales; Strepto 


albus 
albus 


Streptomyces 
4 Streptomyces 
mycineae; 


ref|NR_024762.1 
ce 1487741 148922 
mycetales; Strep 


rimosus 
rimosus 


Streptomyces 
5 Streptomyces 
tomycineae; 


ref|NR_025131.1| Treponema parvum 
91 Treponema parvum Bacteria; 
ref|NR_025624.1| Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025622.1| Streptomyces rimosus 
sequence 1591939 1593434 Streptomyces 
eridae; Actinomycetales; 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto: 


17093 


ref|NR_025540.1| Corynebacterium 
12 1710793 Corynebacterium atypicum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


74888  Bacteria_16S 


1772869 1772800 40 


108 


gi 


219878355 


ref|NR_025494.1| Streptomyces arenae 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


74888  Bacteria_16S 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
74888  Bacteria_16S 
strain DSM 13256, 
Thermotogae; 


74888  Bacteria_16S 


1774367 1774298 40 


1917331 1917262 40 


2057796 2057727 40 


108 


108 


108 


Streptomycineae; Streptomycetaceae; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


gi 


219878354 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 


somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
74888  Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
74888 #Bacteria_16S 
strain DSM 43030 


2059335 2059266 40 


2111199 2111130 40 


108 


108 


Actinobacteria; Actinobacteridae; Actinomycetales; 


74888  Bacteria_16S 


strain PK-Blue 16S ribosomal RNA, partial sequence 


2168664 2168595 40 


108 


Actinobacteria; Actinobacteridae; Actinomycetales; 


74888  Bacteria_16S 


2247428 2247359 40 


108 


gi 


gi 


Streptomycineae; Streptomycetaceae; 


gi 
21 


gi 


219878152 


strain B19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


219873436 


16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces 


219857623 


219857568 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 


74888  Bacteria_16S 


2261316 2261247 40 


108 


gi 


219857559 


Actinomycetales; 


Actinomycetales; 


67280 2168769 Streptomyces 
Streptomycineae; Streptomycetaceae; 


Actinomycetales; 


Streptomyces. 


ref|NR_025493.1| Streptomyces 


sequence 1773034 1774481 Streptomyces 
Actinomycetales; 


Streptomycineae; 


219878250|ref|NR_025389.1| Thermosipho geolei 
1915911 1917433 Thermosipho geolei Bacteria; 
219878153|ref|NR_025292.1| Streptomyces 


2056438 2057920 Streptomyces 
Streptomycineae; 


ref|NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 
Streptomycineae; 
ref Streptomyces humiferus 
humiferus Bacteria; 
Streptomyces. 
Streptomyces speibonae 
speibonae Bacteria; 
Streptomyces. 
ref|NR_025156.1| Streptomyces 
2246040 2247565 Streptomyces 
Streptomycineae; 


NR_025250.1 


ref |NR_025212.1 


ref|NR_025147.1| Streptomyces 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 


thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


74888 Bacteria_16S 


2518966 2518897 40 


108 


gi 


219857365 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
74888 #Bacteria_16S 
strain ILE-3 16S 
Synergistetes; 
74888 #Bacteria_16S 
taberi strain DSM 


Saccharopolyspora. 
74888  Bacteria_16S 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 
Saccharopolyspora. 


spinosa Bacteria; 
Pseudonocardiaceae; 
74888  Bacteria_16S 


2561000 2560935 36 


Synergistales; 
2667934 2667865 40 


2669449 2669380 40 


2670992 2670923 40 


100 


ribosomal RNA, partial sequence 


Synergistia; Synergistaceae; 


108 


108 


108 


gi 
25 


gi 


gi 


gi 


43856 16S ribosomal RNA, partial sequence 26665 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219857211 


219857210 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
74888  Bacteria_16S 


2704072 2704007 44 


Streptosporangineae; 


desulfurans strain St55B 16S ribosomal RNA, partial sequence 


desulfurans Bacteria; 
74888 #Bacteria_16S 


Deinococcus-Thermus; 
2777582 2777513 40 


albofaciens strain JCM 4342 16S ribosomal RNA, partial 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


74888  Bacteria_16S 


Streptomyces. 


2828765 2828696 40 


108 gi| 219857186 

Deinococci; Thermales; 

108 gi| 219857132 
sequence 

Actinomyc 

108 gi| 219856905 


strain IHB1 16S ribosomal RNA, partial sequence 


Thermotogae; 


74888 #Bacteria_16S 


2978341 2978272 40 


108 


2827347 28288 


Thermotogales; Thermotogaceae; Thermosipho. 


gi 


219846938 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


74888 #Bacteria_16S 


Streptomyces. 


2981407 2981338 40 


108 


gi 


Actinomyc 


219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
74888 


Bacteria_16S 


2989038 2988969 40 


108 


gi 


Actino: 


219846931 


Actinomycetales; 


Pseudonocardineae; 


Streptomycineae; 


ref|NR_024953.1| Streptomyces 
2517611 2519099 Streptomyces 
Streptomycineae; 


219857337|ref|NR_024925.1| Aminobacterium mobile 

59665 2561117 Aminobacterium mobile Bacteria; 
Aminobacterium. 

219857212|ref|NR_024840.1| Saccharopolyspora 


99 2668066 Saccharopolyspora taberi 
Pseudonocardiaceae; 


ref|NR_024839.1] Saccharopolyspora 
2668117 2669581 Saccharopolyspora 
es; Pseudonocardineae; 


ref |NR_024838.1| Microbispora mesophila 
87 Microbispora mesophila Bacteria; 
Streptosporangiaceae; 


ref|NR_024814.1| Oceanithermus 
2702689 2704071 Oceanithermus 
Thermaceae; Oceanithermus. 
ref|NR_024760.1| Streptomyces 
2776208 2777696 Streptomyces 
etales; Streptomycineae; 


ref|NR_024726.1| Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
etales; Streptomycineae; 


ref|NR_026528.1| Streptomyces 
2980041 2981526 Streptomyces 
mycetales; Streptomycineae; 


ref|NR_026523.1| Skermania piniformis 


strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; 


Skermania. 


74888 


confusum strain D 
confusum Bacteria; 
Corynebacteriacea 


74888 


kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 


74888 


strain M408/89/1 


74888 


strain HA2P 16S r 
Spirochaetes; 


74888 


strain DSM 43311 


74888 


islandicus strain 
Bacteria; Nitrosp 


74888 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


74888 


acetireducens str 
acetireducens Bac 


74888 


faecium strain AC 
Bacteria; 


74888 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; 


74888 


thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae; 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycetales; 


teria; 


Firmicutes; 


3098047 3097978 40 


3200986 3200917 40 


3202426 3202357 40 


3205401 3205328 35 


ibosomal RNA, partial sequence 
Spirochaetales; 


3252232 3252163 40 


3288555 3288482 36 


3450386 3450317 40 


3483814 3483737 29 


Firmicutes; 
3585850 3585778 36 


Clostridia; 
3638917 3638848 40 


3640469 3640400 40 


3701245 3701168 29 


108 gi 


108 gi 


108 gi 


108 gi 


108 gi 


108 gi 


108 gi 


complete sequence 


106 gi 


ain DSM 10703 16S ribosomal RNA, partial 
Clostridia; 


108 gi 


108 gi 


108 


gi 


105 gi 


Clostridiales; 


219846857 


MMZ 2439 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
e; Corynebacterium. 


219846788 


rain CCUG 35717 16S ribosomal RNA, partial sequence 
M 44385 Bacteria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


219846787 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacterium. 


219846785 


3204032 32054 
Spirochaetaceae; Treponema. 


219846753 


16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microtetraspora. 


Streptosporangineae; 


219846729 


219846610 


219846587 


219846519 


M 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phasco 
Clostridiales; Veillonellaceae; 


219846480 


strain AT37 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


219846479 


rans strain AT52 16S ribosomal RNA, partial sequence 
rans Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


219846436 


Streptomycineae; 


sequence 3482431 348393 
Clostridiaceae; Cl 


Actinomycetales; 


strain D6-1 16S r 


Tenericutes; Moll 
74888 
niveoalba strain 


Bacteria; Actinob 


Microtetraspora. 


Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3741421 3741352 40 108 gi 
Mt-3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3699882 37013 


219846407 


37400 
es; 


Streptosporangineae; 


74888 


strain T/457 16S 


74888 


strain 104 


74888 


strain IFO 13155 


74888 


strain ATCC 19812 


74888 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


74888 


strain CPJVR-H 16 


74888 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae; 


74888 


flavescens strain 401 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3742884 3742815 40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microtetraspora. 


3745814 3745745 40 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3747272 3747203 40 


3920179 3920110 40 


3921760 3921691 40 


4127446 4127377 40 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4205460 4205391 40 


33276 33208 41 


108 gi 


108 gi 


108 gi 


108 gi 


complete sequence 


108 gi 


16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


108 gi 


108 gi 


108 gi 


219846406 


3741557 37429 
Streptosporangineae; 


219846404 


3744485 37458 
Streptosporangineae; 


219846403 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846281 
39187 


Streptomycineae; Streptomyceta 


219846280 
39203 


219846132 


4126077 41275 
Streptomycineae; Streptomyceta 


219846072 


n VK-A60 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Actinomyc 


265679042 
31915 


Streptomycineae; 


NR_026449.1 


ref|NR_026380.1 


ref |NR_026379.1 


ref |NR_026377.1 


ref |NR_026345.1 


ref|NR_026321.1 


ref|NR_026202.1 


ref|NR_026179.1 


ref|NR_026111.1 
Phascolarctobac 
ref|NR_026072.1 
3637554 363905 
Str 
ref|NR_026071.1 
363910 
Actinomycetales 


ref |NR_026027.1 


ref|NR_025998.1 
91 3741506 Microt 


ref|NR_025997.1 


Streptosp 


ref|NR_025995.1 
Streptosp 
ref|NR_025994.1 
Streptosp 
ref|NR_025871.1 
87 3920316 Strept 


ref|NR_025870.1 
67 3921897 Strept 
Str 


ref|NR_025722.1 
64 Streptomyces 


ref |NR_025662.1 
4204078 420556 


Corynebacterium 


3096668 3098071 Corynebacterium 
Corynebacterineae; 


Corynebacterium 


3199614 3201013 Corynebacterium 
Actinomycetales; Corynebacterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 
Corynebacteriaceae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 
Streptosporangiaceae; 


Thermodesulfovibrio 


Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
irae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 


Streptomyces caelestis 


3449003 3450520 Streptomyces caelestis 
Streptomycetaceae; 


Clostridium 

2 Clostridium 
ostridium. 
Phascolarctobacterium 
larctobacterium faecium 
terium. 

Streptomyces 

3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 


; Streptomycineae; 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 
Streptosporangineae; 


orangiaceae; Nonomuraea. 
Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
5 Streptomyces 


Streptomycineae; 


etales; 
ref|NR_029350.1 
33385 Microb 


Microbacterium 
acterium flavescens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 
74888 
haemolytica strai 
haemolytica Bacte 
74888 
strain R-10 16S r 
Bacteroidetes; Sp 
74888 
arborescens strai 
arborescens Bacte 
Microbacteriaceae 
74888 
strain NCTC 279 1 
Firmicutes; 
74888 
strain DSM 20475 
Firmicutes; 
74888 
strain S-16 16S r 
Tenericutes; Moll 
74888 
strain ATCC 23391 
Tenericutes; Moll 
74888 
strain EUH N 1304 
Bacteroidetes; Ba 
74888 
strain ATCC 33779 
Bacteroidetes; Ba 
74888 
strain WPH 179 16 
Bacteroidetes; Ba 
74888 
denticolens strai 
denticolens Bacte 
Parascardovia. 
74888 
daecheongense str 
daecheongense Bac 
Chryseobacterium. 
74888 
strain K 1/K2 16S 
Bacteroidetes; Sp 
74888 
oleivorans strain 
Bacteria; Proteob 
74888 
thermohalophila s 
thermohalophila B 
74888 
aerolatum strain 
Bacteria; Actinob 
Microbacterium. 

74888 
defluvii strain B 
Bacteria; Bactero 
74888 
lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 
74888 
strain B14 16S ri 
Bacteroidetes; Ba 
74888 
strain Chj707 16S 
Bacteroidetes; Fl 
74888 
strain PG14 16S r 
Tenericutes; Moll 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clost 
Bacteria_16S 
16S ribosomal RNA, partial sequence 223682 22507 
Clost 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


88908 88840 41 108 gi 


n A 0404 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
133367 133287 29 108 gi 


ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; Rho 
159227 159159 41 108 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 

166872 166800 34 


’ 


106 gi 
ridia; Clostridiales; Clostridiaceae; 
225073 225005 36 104 gi 
ridia; Clostridiales; Peptococcaceae; 
275145 275065 29 108 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
288702 288622 29 108 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
325275 325207 41 108 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
326804 326736 41 108 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
328329 328261 41 108 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
337701 337633 41 108 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


gi 


566760 566692 41 108 gi 
ain CPW406 16S ribosomal RNA, partial 


teria; Bacteroidetes; Flavobacteria; F 


571311 571243 41 108 

ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
578770 578698 36 108 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
592233 592165 41 108 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
619662 619594 41 108 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


622593 622525 41 
2 16S ribosomal RNA, p 
idetes; Flavobacteria; Flavobacteriale 
642463 642395 41 108 gi 
rain EL-30 16S ribosomal RNA, partial 

cteria; Actinobacteria; Actinobacterid 
esterenkonia. 
730197 730129 41 108 
bosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
801143 801075 41 108 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 

804245 804165 29 108 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


108 gi 
artial sequence 


’ 


gi 


Flavoba 
gi 


74888 


Bacteria_16S 


ce 


ae; 


6S ribosomal RNA, partial sequence 165488 16699 


273748 27524 


265678868 


265678844 
ce 

ae; 
265678843 


ae; 
265678842 


326926 32843 
Prevot 


ae; 
265678833 
quence 


265678675 
sequence 


265678672 


569932 57142 
ingobacter 


265678667 
265678658 
sequence 
265678639 
ales; 
265678637 
S; 
265678623 
sequence 


ae; 


265678562 


728785 73027 
Prevot 


265678512 


799765 80123 
cteriaceae 


265678510 


802889 80433 


970921 970849 36 108 gi 


265678397 


fructosovorans strain JJ 16S ribosomal RNA, partial sequence 


28734 
32386 
Prevot 


32539 
Prevot 


Bifidobac 


lavobacter 


ence 57740 
irillales; 


acteroidal 
61837 


Micr 


62122 
Flavoba 


Actino: 


ref|NR_029174.1 
1 288773 Mycopl 


ref|NR_029149.1 
9 325347 Prevot 
ella. 
ref |NR_029148.1 
8 326875 Prevot 
ella 
ref 


NR_029147.1 


ella. 
ref |NR_029138.1 

336318 337835 
teriales; Bifido 


ref |NR_028980.1 

565378 566823 
iales; Flavobact 
ref|NR_028977.1 
iaceae; Pedobact 
ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus. 
ref |NR_028963.1 

590846 592357 
es; Marinilabiac 
ref |NR_028944.1 
1 619715 Microb 
ococcineae; Micr 


ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref |NR_028928.1 

641107 642573 
mycetales; Micro 
ref|NR_028866.1 
ella 
ref 


NR_028815.1 


7 Ka 
ref 


istella. 
NR_028813.1 


265679004|ref|NR_029312.1| Capnocytophaga 
quence 87607 88985 Capnocytophaga 
vobacteriales; Flavobacteriaceae; Capnocytophaga. 
265678974|ref|NR_029282.1| Rhodothermus marinus 
131953 133495 Rhodothermus marinus Bacteria; 
dothermaceae; Rhodothermus. 
265678957|ref|NR_029265.1| Microbacterium 
sequence 157869 159336 Microbacterium 
Actinomycetales; Micrococcineae; 
265678952|ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 
Clostridium. 
265678913|ref|NR_029221.1| Peptococcus niger 
4 Peptococcus niger Bacteria; 
Peptococcus. 
265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Prevotella disiens 
ella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Parascardovia 
Parascardovia 
bacteriaceae; 


Chryseobacterium 
Chryseobacterium 


eriaceae; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Thalassolituus 
solituus oleivorans 


Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Microbacterium 
acterium aerolatum 
obacteriaceae; 


Chryseobacterium 
obacterium defluvii 
seobacterium. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


ref|NR_028699.1 
969528 971049 


Desulfovibrio 
Desulfovibrio 


fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 
74888 


Bacteria_16S 


975591 975515 33 


108 


strain T-3 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
74888 


74888 


Sphingobacteria; 
Bacteria_16S 
strain FC 097-2 16S ribosomal RNA, 


986155 986083 36 


1027505 1027433 36 


Sphingobacteriales; 


108 


108 


gi 


974224 975642 Lewinella per 
rospiraceae; Lewinella. 


gi 


gi 


Sap 


265678394 


265678387 


complete sequence 984769 986285 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
Bacteria_16S 


265678360 


acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 


acetoxidans Bacteria; 


Desulfobacca. 
74888 


Bacteria_16S 


Proteobacteria; 


1054949 1054873 30 


105 


Deltaproteobacteria; 


gi 


265678341 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 


autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurimonas. 
74888 


Bacteria; 
74888 
halophilum strain 


Microbacterium. 
74888 


Microbacteriaceae; 
74888 
mcbrellneri ATCC 


Brevibacteriaceae; 
74888 


Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sej 
74888  Bacteria_16S 1317602 1317534 41 108 gi 
str. Twist 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteri 
Bacteria_16S 


74888 
thermacidophilum 


Bacteria_16S 
acidifaciens strain A40 16S ribosomal R 
Bacteroidetes; 
Bacteria_16S 
76 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteri 


Bacteria_16S 
phyllosphaerae strain DSM 13468 16S rib 
phyllosphaerae Bacteria; Actinobacteria; 
Microbacterium. 
Bacteria_16S 
49030 16S ribosomal RN 
ATCC 49030 Bacteria; Actinobacteria; Ac 
Brevibacterium. 

Bacteria_16S 
AT1047 16S ribosomal RNA, partial seque 


1106060 1105992 41 


1113670 1113602 41 


1234701 1234633 41 


1261760 1261692 41 


1273872 1273804 41 


1331398 1331330 41 


nce 


108 


108 


partial sequence 
dae; Actinomycetales; 


108 


108 


108 


108 


subsp. porcinum strain P3-14 16S ribos 


gi 


NA, partial sequ 
Bacteroidia; Bacteroidales; 


gi 


gi 


gi 


A, partial sequence 
tinobacteridae; 


gi 


1316224 13177 
dae; Actinomycetales; 


gi. 


Ba 


265678305 


265678300 


219878266 


219846707 


219846220 


1272544 1273908 Sejongia 


ongia. 
228715851 


219846082 
omal RNA, 


Actinomycetales; 


Micrococcineae; 


ref|NR_028696.1 


ref|NR_028689.1 


ref|NR_028662.1 


NR_028643.1 


ref 


NR_028607.1 


Bacteroides. 


ref|NR_028601.1 


1112307 1113789 Microb 
Micrococcineae; Microbacteriaceae; 


ref|NR_025405.1 


ref|NR_026299.1 


1260397 1261800 Brevib 
Actinomycetales; 


ref |NR_025810.1 


ref 


NR_027540.1 


ref|NR_025672.1 
complete sequenc 


Lewinella persicus 
sicus Bacteria; 


Desulfobacca 


1026088 1027591 Desulfobacca 
Syntrophobacterales; Syntrophaceae; 


Sulfurimonas 


1053566 1055002 Sulfurimonas 
Campylobacterales; 


Helicobacteraceae; 


Bacteroides 


ence 1104672 1106166 Bacteroides acidifaciens 
cteroidaceae; 


Microbacterium 
acterium halophilum 


Microbacterium 


osomal RNA, partial sequence 1233340 1234817 Microbacterium 


Actinobacteridae; Micrococcineae; 


Brevibacterium 


Bacteroidetes; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales; 


Bifidobacteriaceae; Bifidobacterium. 


74888 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae; 


74888 


strain MP145 16S 
Tenericutes; Moll 


74888 


strain TMO 16S ri 
Thermotogae; 


74888 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


74888 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


n CF36 16S ribosomal R 
acteria; Actinobacteri 


M 11690 16S ribosomal 
Bacteroidetes; 


strain DSM 12145 
Bacteroidetes; 
74888 


Firmicutes; 
74888 


Sphingobacteria; 
Bacteria_16S 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 18827 
Clostridia; Clostridiales; Veillonellaceae; 


Bacteria_16S 


1361826 1361755 36 


10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 


1393394 1393314 29 


1715213 1715145 41 


1718300 1718232 41 


1882594 1882526 40 


1920448 1920380 41 


108 


108 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


1394947 1394879 41 108 gi 

bosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermotoga. 
1698440 1698372 41 108 gi 


NA, partial sequ 
dae; Actinomycet 


108 


RNA, partial seq 
Sphingobacteria; 


108 


108 


108 


gi 


complete sequ 


gi 


228719712 


228716184 


Acholeplasma vituli 
vituli Bacteria; 


acterium mcbrellneri 
Micrococcineae; 


Sejongia jeonii strain 
jeonii Bacteria; 


Tropheryma whipplei 
07 Tropheryma whipplei str. Twist 
Tropheryma. 


ref|NR_027584.1| Acidimicrobium 


ence 1360461 1361925 Acidimicrobium ferrooxidans 
idimicrobiales; 


Acidimicrobineae; 


ref|NR_027548.1| Mycoplasma crocodyli 


1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 


228715897 


ref|NR_027542.1| Thermotoga lettingae 


1393543 1395055 Thermotoga lettingae TMO Bacteria; 


gi 
Sphin 
gi 
Sph 


gi 


gi 


joostei strain LMG 18212 16S ribosomal RNA, partial seq 


joostei Bacteria; 


74888 


Bacteria_16S 


Bacteroidetes; 


strain CHO01A 16S 


74888 


1935696 1935620 30 


1938718 1938650 41 


Flavobacteria; 


105 


ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
Bacteria_16S 


108 


Flavoba 


gi 


1934336 19357 


219878409 
ales; 
219878398 


uence 


219878396 


16S ribosomal RNA, partial sequence 1716916 17183 
Sphingobacteriales; 


219878278 


219878248 
uence 

cteriales; 
219878238 


S; 
219878236 


gi 


paucivorans strain CF 62 16S ribosomal RNA, partial sequence 


gobacteriales; 


ref|NR_025548.1| Microbacterium 


ence 1697056 1698545 Microbacterium paraoxydans 
Micrococcineae; Microbacteriaceae; 


ref|NR_025537.1| Sphingobacterium 
1713828 1715321 Sphingobacterium 
Sphingobacteriaceae; 


ref 


ingobacteriaceae; 


ref 


ref 


1919085 192055 


NR_025535.1 


NR_025417.1 


NR_025387.1 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 
Pedobacter. 

Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 
Sporomusa. 
Chryseobacterium 


3 Chryseobacterium 


Flavobacteriaceae; Chryseobacterium. 
ref|NR_025377.1| Campylobacter hominis 


ref 


49 Campylobacter 
Campylobacteraceae; 


NR_025375.1 


hominis Bacteria; 
Campylobacter. 
Brevibacterium 


1937348 1938759 Brevibacterium 


paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Brevibacteriaceae; 


74888 Bacteria_ 


foliorum strain P 
foliorum Bacteria 


Microbacterium. 
74888 Bacteria_ 


strain M384 16S r 
Ba 


Bacteroidetes; 
74888 Bacteria_ 


strain ATCC 51261 
Ba 


Bacteroidetes; 
74888 Bacteria_ 


strain MX9 16S ri 
Tenericutes; Moll 
Bacteria_16S 


74888 


74888 


74888 


74888 


74888 
strain LMG11607 1 
Bacteroidetes; Fl 


74888 


Bacteria_16S 


Bacteria_16S 
strain 1340 16S r 
Tenericutes; Moll 
Bacteria_16S 
gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 
Bacteria_16S 


Bacteria_16S 
strain 3T 16S rib 


Brevibacterium. 
16S 1949434 1949366 41 108 gi|219878229|ref|NR_025368.1| Microbacterium 
333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
16S 2047023 2046955 41 108 gi|219878161|ref|NR_025300.1| Prevotella albensis 
ibosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
16S 2073107 2073039 41 108 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
16S 2200539 2200459 29 108 gi|219857599|ref|NR_025187.1| Mycoplasma mustelae 
bosomal RNA, partial sequence 2199190 2200637 Mycoplasma mustelae Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2206570 2206490 29 108 gi|219857595|ref|NR_025183.1| Mycoplasma 
gallopavonis strain WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycoplasma gallopavonis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2209597 2209517 29 108 gi|219857593|ref|NR_025181.1| Mycoplasma cynos 
strain H831 16S ribosomal RNA, partial sequence 2208244 2209695 Mycoplasma cynos Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2217123 2217043 29 108 gi|219857588|ref|NR_025176.1| Mycoplasma anatis 
ibosomal RNA, partial sequence 2215772 2217221 Mycoplasma anatis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2329574 2329506 41 108 gi|219857510|ref|NR_025098.1| Microbacterium 
n LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Microbacterium. 

2408440 2408372 41 108 gi|219857455|ref|NR_025043.1| Riemerella columbina 
6S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

2478187 2478107 29 108 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 
osomal RNA, partial sequence 2476824 2478244 Mycoplasma indiense Bacteria; 


Tenericutes; Moll 
74888 
strain B1/Tl 16S 
Tenericutes; Moll 
74888 
strain SCH-89 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
74888  Bacteria_16S 2701006 2700938 41 108 gi| 219857188 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 27010 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
74888  Bacteria_16S 2702546 2702478 41 108 gi| 219857187 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 27026 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
74888  Bacteria_16S 2722072 2721996 30 105 gi| 219857174 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; S 
74888 Bacteria_16S 2789728 2789680 58 106 gi| 219857124 
koleovorans strain TB 16S ribosomal RNA, partial sequence 27883 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 
74888 Bacteria_16S 2815126 2815058 41 108 gi|219857107 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 28152 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
74888  Bacteria_16S 2842464 2842392 36 108 gi| 219856896 
fermentans strain R-9 16S ribosomal RNA, partial sequence 28410 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiace 
74888  Bacteria_16S 2899390 2899322 41 108 gi| 219856857 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 28980 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Micropruina. 

74888  Bacteria_16S 2958508 2958440 41 108 gi| 219856818 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Microbacterium. 

74888  Bacteria_16S 2959969 2959901 41 108 gi|219856817 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Microbacterium. 

74888 Bacteria_16S 3016446 3016378 41 108 gi| 219846913 


Bacteria_16S 


Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
2484189 2484109 29 108 gi 
ribosomal RNA, partial sequence 24 
icutes; Mycoplasmataceae; Mycoplasma. 
2537143 2537083 48 108 gi 
ribosomal RNA, partial sequence 25 


strain 1145589 16 
Bacteroidetes; Ba 


S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 


219857394 
82825 24842 


219857353 
35834 25371 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024941.1| Hyphomonas oceanitis 
42 Hyphomonas oceanitis Bacteria; 
ceae; Hyphomonas 
ref|NR_024816.1| Prevotella salivae 
98 Prevotella salivae Bacteria; 
ella. 
ref|NR_024815.1| Prevotella shahii 
38 Prevotella shahii Bacteria; 
ella. 
ref |NR_024802.1 
2720705 272211 
ulfurovum. 
ref|NR_024752.1 
65 2789727 Paenib 


ref|NR_024735.1 


Sulfurovum 
0 Sulfurovum 


Paenibacillus 
acillus koleovorans 


Tetrasphaera elongata 

09 Tetrasphaera elongata Bacteria; 

; Intrasporangiaceae; Tetrasphaera. 

ref|NR_024715.1| Halanaerobium 

63 2842500 Halanaerobium fermentans 

ae; Halanaerobium. 

ref|NR_024676.1| Micropruina 

36 2899473 Micropruina glycogenica 

ionibacterineae; Nocardioidaceae; 

ref |NR_024637.1 
2957165 295857 

les; Micrococcin 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Dy 


ref|NR_026505.1| Dysgonomonas gadei 


3015068 3016531 Dysgonomonas gadei Bacteria; 
Porphyromonadaceae; 


sgonomonas. 


74888 Bacteria_ 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


74888 Bacteria_ 
resistens strain 


resistens Bacteri 


Microbacterium. 

74888 Bacteria_ 
strain 10371 16S 
Bacteroidetes; 
74888 


fulvum strain DSM 


Ba 
Bacteria_16S 


16S 3069350 3069282 41 
train DSM 8609 16S rib 
acteria; Actinobacteri 
; Microbacterium. 

16S 3115972 3115904 41 
DMMZ 1710 16S ribosoma 
a; Actinobacteria; Act 


108 gi 
osomal RNA, part 
a; Actinobacteri 


2 


108 gi 
1 RNA, partial s 


16S 3145992 3145924 41 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3329656 3329588 41 108 gi 
43917 16S ribosomal RNA, partial sequ 


108 gi 


ia 
da 


219846845 
eq 
inobacteridae; Act 


219846825 
3144616 31460 
ae; 
219846699 
en 


19846876 
1 sequen 
e; Actin 


ref 


ref 
3 


uence 
inomycet 


ref 


, Prevot 
ref 


ce 33282 


ce 3067998 30694 
omyc 


114620 31160 
ales 


90 3329764 Dacty 


NR_026468.1 
6 
etales; Mic 
NR_026437.1 
8 


; Micrococc 


NR_026417.1 


NR_026291.1 
1 


r 


i 


Microbacterium 
0 Microbacterium 
ococcineae; 


Microbacterium 
0 Microbacterium 


neae; Microbacteriaceae; 


Prevotella pallens 


69 Prevotella pallens Bacteria; 
ella. 


Dactylosporangium 
osporangium fulvum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

74888  Bacteria_16S 3373861 3373789 36 108 gi|219846668|ref|NR_026260.1| Halanaerobacter 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 3373950 Halanaerobacter 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 

74888  Bacteria_16S 3393566 3393498 41 108 gi|219846650|ref|NR_026242.1| Bacteroides caccae 
strain ATCC 43185 16S ribosomal RNA, partial sequence 3392191 3393612 Bacteroides caccae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

74888 #Bacteria_16S 3458099 3458031 41 108 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

74888  Bacteria_16S 3506515 3506447 41 108 gi|219846572|ref|NR_026164.1| Microbacterium barkeri 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 
74888  Bacteria_16S 3508033 3507965 41 108 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

74888  Bacteria_16S 3509554 3509486 41 108 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

74888  Bacteria_16S 3511074 3511006 41 108 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

74888 #Bacteria_16S 3512598 3512530 41 108 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

74888  Bacteria_16S 3549418 3549350 41 108 gi|219846544|ref|NR_026136.1| Porphyromonas 
cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 3548038 3549521 Porphyromonas 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
74888  Bacteria_16S 3666551 3666479 36 108 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 
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74888 Bacteria_16S 4138129 4138057 34 105 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
74888  Bacteria_16S 4142825 4142753 34 105 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
74888 Bacteria_16S 4144391 4144319 34 105 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
74888 Bacteria_16S 4150643 4150571 34 105 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
74888  Bacteria_16S 4155202 4155130 34 105 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
74888  Bacteria_16S 4156768 4156696 34 105 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
74888 Bacteria_16S 4208486 4208414 36 108 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 
74888  Bacteria_16S 76991 76924 41 108 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 
74888 Bacteria_16S 554491 554424 40 106 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
74888 Bacteria_16S 787314 787247 40 106 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
74888  Bacteria_16S 866580 866501 30 108 gi|265678468|ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 
74888  Bacteria_16S 981486 981407 30 108 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 
74888  Bacteria_16S 1086372 1086305 40 106 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
74888  Bacteria_16S 1199967 1199888 30 108 gi|228715480|ref|NR_027533.1| Dyadobacter fermentans 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 1200010 Dyadobacter fermentans DSM 18053 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Dyadobacter. 
74888 Bacteria_16S 1242338 1242263 30 104 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 
74888  Bacteria_16S 1591753 1591686 40 106 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
74888  Bacteria_16S 1597942 1597875 40 106 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
74888 Bacteria_16S 1599490 1599423 40 106 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
74888  Bacteria_16S 1601038 1600971 40 106 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
74888  Bacteria_16S 1602586 1602519 40 106 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
74888 Bacteria_16S 1775865 1775798 40 106 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Clostridium rectum 


5 Clostridium rectum Bacteria; 


Propionigenium 
Propionigenium 

m. 

Anaeroplasma 
Anaeroplasma 
ataceae; Anaeroplasma. 
Streptomyces 
Streptomyces 

cineae; 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


NR_028860.1 


Entomoplasma lucivorax 


736380 737897 Entomoplasma lucivorax Bacteria; 


Entomoplasma. 


74888 Bacteria_ 
strain 1480D 16S 
Firmicutes; 


74888 Bacteria_ 


scabrisporus strain KM-4927 16S ribosomal RNA, partial 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


74888 Bacteria_ 


subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; 


Bacillales; 


16S 1007747 1007679 36 106 
ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
1098497 1098431 40 105 


gi 


16S gi 


Streptomyces. 


16S 1328385 1328339 62 108 


gi 


1006359 10077 


265678373 |ref 


265678311 
sequence 


ref 
1097121 10985 
Actinomycetales; 
219846129 |ref 
13269 
Lactobacillaceae; 


NR_028675.1 
63 Bacillus mucilaginosus Bacteria; 


NR_028613.1 
Strept 
NR_025719.1 


L 


9 


9 


Bacillus mucilaginosus 


Streptomyces 
9 Streptomyces 


omycineae; 


Lactobacillus sakei 
5 1328388 Lactobacillus 


actobacillus. 


74888  Bacteria_16S 1358861 1358763 11 108 gi|228720055|ref|NR_027588.1| Fusobacterium 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
74888 Bacteria_16S 2027166 2027096 38 108 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

74888 Bacteria_16S 2288812 2288742 36 105 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
strain L1 16S ribosomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

74888  Bacteria_16S 2317532 2317475 48 106 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

74888  Bacteria_16S 2672490 2672440 30 80 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 


strain CMRI H02 1 
Proteobacteria; 


74888 


ketosireducens st 
ketosireducens Ba 


Bacteria_16S 


2957048 2956982 43 


Microbacteriaceae; 
74888 


thermolineatus strain A1484 16S ribosomal RNA, partial 


Bacteria_16S 


Microbacterium. 
2979873 2979807 40 


6S ribosomal RNA, partial sequence 2671138 26725 
Epsilonproteobacteria; Campylobacterales; 


108 gi 


105 gi 


Helicobacteraceae; 
219856819 
rain IFO 14548 16S ribosomal RNA, partial sequence 2955705 29571 


cteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846937 


55 Helicobacter 
Hel 
NR_024638.1 
1 


ref 


ref 


NR_026529.1 


sequence 2978510 29799 


9 


thermolineatus Ba 
Streptomycetaceae; 


74888 


mucifaciens strai 
mucifaciens Bacte 


Bacteria_16S 


Corynebacteriaceae; 


74888 


80 16S ribosomal 
Gammaproteobacter 


74888 


strain B422 16S r 
Bacteroidetes; 


74888 


strain BARC 857 1 
Tenericutes; Moll 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
6S 


Bacteria_16S 


Bacteroidia; 


icutes; 


cteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3176476 3176406 39 


n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


Corynebacterium. 
3564727 3564649 30 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


Entomoplasmatales; 
4175175 4175105 36 


108 gi|219846804|ref|NR_026396.1 
sequence 3175122 317658 
Actinomycetales; 

108 gi| 219846533 |ref|NR_026125.1 


3563299 3564734 Vibrio nereis Bacteri 


3573726 3573658 41 108 gi| 219846527 |ref|NR_026119.1 
ibosomal RNA, partial sequence 3572354 35738 
Bacteroidales; Prevotellaceae; Prevotella. 
4164494 4164424 36 105 gi|219846105|ref|NR_025695.1 
ribosomal RNA, partial sequence 4163118 41646 


Entomoplasmataceae; 


grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 


grammopterae Bacteria; T 


74888 


strain CHPA-2 16S riboso 
Tenericutes; Mollicutes; 


Bacteria_16S 


4181328 4181258 36 


Entomoplasmatales; 


enericutes; Mollicutes; 


mal RNA, partial sequence 


105 gi| 219846097 |ref|NR_025687.1 
4173799 417528 

Entomoplasmatales; Entomoplasmata 
105 gi|219846092|ref|NR_025682.1 


Entomoplasmataceae; 


Actinomycetales; 


4179947 41814 


Mesoplasma. 


Mesoplasma. 


74888  Bacteria_16S 4185831 4185761 36 105 gi|219846086|ref|NR_025676.1 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
74888  Bacteria_16S 19451 19386 41 105 gi|265679051|ref|NR_029359.1 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fle 
Hymenobacter. 

74888 Bacteria_16S 46673 46604 40 108 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
74888 Bacteria_16S 72548 72479 40 108 gi| 265679016 |ref|NR_029324.1 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Pseudonocardia. 

74888 Bacteria_16S 74112 74043 40 108 gi| 265679015 |ref|NR_029323.1 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence F2131 74244 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardiaceae; Pseudonocardia. 

74888 Bacteria_16S 104325 104256 40 108 gi|265678994|ref|NR_029302.1 


strain IMMIB D-13 


21 16S ribosomal RNA, partial sequence 


ganmani Bacteria; 
icobacter. 


Microbacterium 
4 Microbacterium 


Micrococcineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Corynebacterium 
0 Corynebacterium 


Corynebacterineae; 


Vibrio nereis strain 
a; Proteobacteria; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Tsukamurella pulmonis 


102976 104435 Tsukamurella pulmonis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 


Tsukamurella. 


74888  Bacteria_16S 108845 108776 40 108 gi 


conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 
74888  Bacteria_16S 116593 116524 40 


108 gi 


vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 


vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 
74888  Bacteria_16S 118147 118078 40 


108 gi 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 


ulcerans Bacteria; 
Corynebacteriaceae; Corynebacterium. 

74888  Bacteria_16S 130240 130172 41 108 
strain ES2772 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; 


gi 


128870 13034 
Prevotellaceae; 


74888 


genavense strain 
Bacteria; Actinob 
Mycobacterium. 


74888 


strain 2502 16S r 


74888 


aichiense strain 
Bacteria; Actinob 


Mycobacterium. 

74888  Bacteria_16S 229519 229450 40 108 gi| 265678910 
strain 47001 16S ribosomal RNA, partial sequence 228138 22959 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
74888  Bacteria_16S 231027 230958 40 108 gi| 265678909 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


222025 221956 40 


226506 226437 40 


228013 227944 40 


108 


108 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


108 


strain 358 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


74888 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


Bacteria_16S 


246546 246477 40 


108 


gi 


2289 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


49005 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


Cory 
265678912 
225125 22658 
265678911 
22663 

Cory 


229646 23110 
Corynebacterin 


gi 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
74888 
strain MCRL 0044 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
74888  Bacteria_16S 269051 268982 40 108 gi| 265678881 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequ 


cremea subsp. rif 


Bacteria_16S 


266051 265982 40 108 gi 


Streptosporangineae; Thermomonosporaceae; Actinomadura. 


74888 
strain 01008 16S 
Tenericutes; Moll 


Bacteria_16S 


287207 287142 41 105 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


16S ribosomal RNA, partial sequence 264725 26613 


amycini Bacteria; Actinobacteria; Actinobacterid 


285875 28729 


74888 


Bacteria_16S 


302372 302307 41 


105 


gi 


strain 70-159 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
74888  Bacteria_16S 343749 343680 40 108 gi 
japonicum strain 


Cryptosporangium. 
74888  Bacteria_16S 
neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Nocardia. 

74888  Bacteria_16S 404163 404094 40 
hebeiensis strain 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

74888  Bacteria_16S 405696 405627 40 108 
strain A288 16S ribosomal RNA, partial sequence 


399482 399413 40 108 gi 


108 


gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 
74888 Bacteria_16S 428964 428895 40 108 gi| 265678769 


halotolerans strain YIM70093 16S ribosomal RNA, partial 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


300996 30245 


YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


strain SBHR OA6 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Acti 


YIM 001 16S ribosomal RNA, partial sequence 


404351 40583 


Corynebacteriacea 
74888 


Bacteria_16S 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 


e; Corynebacterium. 
438300 438231 40 


108 gi 


265678990 


265678985 
Actinomyc 


265678984 


Actinobacteria; Actinobacteridae; Actinomycetales; 


265678976 


Prevot 
265678915 
22065 


265678898 
Actinomyc 


265678883 


265678869 


265678859 


265678829 


265678789 


265678786 


Actinomyce 


265678785 


sequence 
Actinomy 


Actinomycetales; 


Mycobacterium 
Mycobacterium 
Corynebacterineae; 


ref |NR_029298.1 
107522 108917 


ref |NR_029293.1| Mycobacterium 
115240 116730 Mycobacterium 

etales; Corynebacterineae; 

ref|NR_029292.1| Corynebacterium 
116781 118270 Corynebacterium 

Corynebacterineae; 

ref|NR_029284.1| Prevotella dentalis 

1 Prevotella dentalis Bacteria; 

ella. 

ref |NR_029223.1| Mycobacterium 

9 222097 Mycobacterium genavense 


nebacterineae; Mycobacteriaceae; 
ref|NR_029220.1| Mycobacterium chitae 
1 Mycobacterium chitae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_029219.1| Mycobacterium 

2 228087 Mycobacterium aichiense 
nebacterineae; Mycobacteriaceae; 


ref|NR_029218.1| Mycobacterium obuense 
5 Mycobacterium obuense Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_029217.1| Mycobacterium aurum 

3 Mycobacterium aurum Bacteria; 


eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_029206.1] Rhodococcus 
245166 246646 Rhodococcus 


etales; Corynebacterineae; Nocardiaceae; 
ref|NR_029189.1| Kutzneria viridogrisea 
4 Kutzneria viridogrisea Bacteria; 
eae; Pseudonocardiaceae; Kutzneria. 


ref|NR_029187.1| Actinomadura cremea 
ence 267723 269132 Actinomadura 
ae; Actinomycetales; 


ref|NR_029175.1| Mycoplasma testudinis 
0 Mycoplasma testudinis Bacteria; 


ref |NR_029165.1 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


ref |NR_029134.1 
342395 343854 


Cryptosporangium 
Cryptosporangium 


ales; Frankineae; Cryptosporangiaceae; 
ref|NR_029094.1| Nocardia 
nce 398145 399618 Nocardia 


nomycetales; Corynebacterineae; 


ref|NR_029091.1| Streptomyces 
402781 404300 Streptomyces 
tales; Streptomycineae; 


ref |NR_029090.1 
0 Actinomadura 
ineae; 


Actinomadura meyerae 
meyerae Bacteria; 
Thermomonosporaceae; 


ref|NR_029074.1 
427586 429077 
cetales; 


Corynebacterium 
Corynebacterium 
Corynebacterineae; 


265678763 


ref|NR_029068.1| Amycolatopsis 


436922 438427 Amycolatopsis 


kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


74888 
xinjiangensis Bac 
74888 


mediterranei Bact 
Pseudonocardiacea 
74888 
strain YIM 31530 


74888 
brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 
74888 


Bacteria_16S 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinosynnemataceae; 
Bacteria_16S 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


450536 450467 40 108 gi 


Saccharothrix. 


461225 461156 40 108 gi 


eria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
462753 462684 40 


108 gi 


479452 479383 40 108 gi 


265678755 


265678744 


265678743 
16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Bacteria_16S 


ria; Actinobacteria; Actinobacteridae; Actinomyc 
Mycobacterium. 
481001 480932 40 108 gi| 265678731 


Actinomycetales; 


ref|NR_029060.1 


ref|NR_029049.1 
459859 461323 


ref |NR_029048.1 
Nocardioi 
ref |NR_029037.1 

478074 479572 
etales; 


ref|NR_029036.1 


Saccharothrix 
Saccharothrix 


Pseudonocardineae; 


Amycolatopsis 
Amycolatopsis 


Pseudonocardineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
ionibacterineae; 
265678732 
n W6743 16S ribosomal RNA, partial sequence 


daceae; Kribbella. 
Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 


boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

74888  Bacteria_16S 507277 507208 40 108 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

74888  Bacteria_16S 510310 510241 40 108 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

74888  Bacteria_16S 523982 523913 40 108 gi|265678703|ref|NR_029008.1| Pseudonocardia 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 
74888 
strain FI-0169 16 


Mycobacterium avi 
74888 
IMMIB R-145 16S r 


Bacteria_16S 


Bacteria_16S 


ain B5 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomyceta 


531594 531525 40 108 
S ribosomal RNA, partial sequence 


gi 


um complex (MAC). 
545284 545215 40 108 
ibosomal RNA, partial sequence 


gi 


265678698 
530243 53169 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 


265678689 
543951 54542 


nce 52260 
les; Pseu 


ebacterin 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
74888 Bacteria_16S 553027 552958 40 108 gi| 265678684 
aquilae strain S-613 16S ribosomal RNA, partial sequence 55170 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

74888 Bacteria_16S 580164 580095 40 108 gi| 265678666 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Corynebacteriaceae; Corynebacterium. 

74888  Bacteria_16S 581707 581638 40 108 gi| 265678665 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Mycobacteriaceae; Mycobacterium. 

74888 Bacteria_16S 608830 608761 40 108 gi| 265678646 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequenc 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Corynebacteriaceae; Corynebacterium. 

74888 Bacteria_16S 618183 618114 40 108 gi| 265678640 


holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 


74888 


strain E846 16S r 


74888 


strain NGA 16S ri 
Synergistetes; 


74888 


strain gM-1 16S r 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Synergistia; 


625590 625521 40 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


677298 677225 36 


bosomal RNA, partial sequence 
Synergistales; 


713177 713108 40 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


774981 774912 40 


1406 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


Cory 

108 gi| 265678635 
624219 62572 

108 gi| 265678598 
675861 67745 
Synergistaceae; Anaero 
108 gi| 265678574 


108 gi 


711792 71330 


61679 


2 524095 Pseudo 
donocardineae; P 


ref |NR_029003.1 
4 Mycobacterium 
eae; Mycobacteri 
ref |NR_028994.1 
eae; 
ref|NR_028989.1 
3 553077 Coryne 
nebacterineae; C 


ref|NR_028971.1 
578821 580286 
es; Corynebacter 


ref|NR_028970.1 
580337 581817 
cetales; Coryneb 


ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref |NR_028945.1 
5 618320 Mycoba 
nebacterineae; M 


ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_028903.1 
6 Anaerobaculum 
baculum. 
ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 


265678530 


nocardia benzenivorans 
seudonocardiaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 


aceae; Mycobacterium; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 
Nocardiaceae; 


Nocardia. 
Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Corynebacterium 
Corynebacterium 
ineae; 


Mycobacterium 
Mycobacterium 
acterineae; 


Corynebacterium 
Corynebacterium 
terineae; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Anaerobaculum mobile 
mobile Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 


ref|NR_028834.1 


Prauserella alba 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


74888 
paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 
74888 
strain J72 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


74888 
montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 
74888 
zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 
74888 
strain S1 16S rib 
Actinobacteria; A 
74888 
strain AC 615 16S 
Actinobacteria; A 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 


811850 811781 40 108 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

816459 816390 40 108 gi 
n 6330 16S ribosomal RNA, partial sequ 


789013 79048 
nebacterin 


265678505 


rtial sequ 
e; Actinomycet 


265678502 


ence 81510 


74888 


Bacteria_16S 


strain K24 16S ri 


74888 


Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 
74888 
subroseum strain 
subroseum Bacteri 
Streptosporangiac 
74888 
strain AS4.0578 1 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
837792 837723 40 108 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
osomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
839286 839217 40 108 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
861998 861929 40 108 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
bosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
874164 874119 63 108 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
bosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
875550 875481 40 108 gi|265678462|ref|NR_028765.1| Streptosporangium 
CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Streptosporangium. 
878496 878427 40 108 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


74888 
strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 
74888 
koreensis strain 
Bacteria; Actinob 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, partial sequence 877 


881503 881434 40 108 gi 
37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


883005 882936 40 


donocardin 


138 87856 


265678458 
88012 


Gordoniace 
NR_028808.1 
81046 
Coryn 


eae; 

ref 
ence 
ales; 


ref|NR_028805.1 
9 816530 Pseud 


eae; Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 


8 
e 


Oo 


778107 778038 40 108 gi| 265678528 |ref|NR_028832.1| Gordonia 
train HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
donia. 

790353 790284 40 108 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
a 


e; Gordonia. 
Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Pseudonocardia 
nocardia zijingensis 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


ales; Pseudonocardineae; Actinosynnemataceae; 
108 gi| 265678456 |ref|NR_028758.1| Catellatospora 
LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 


acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 
74888 Bacteria_16S 913706 913637 40 108 gi|265678436|ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
74888  Bacteria_16S 915264 915195 40 108 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 


Actinosynnema pretiosum 


subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 

74888  Bacteria_16S 918416 918347 40 108 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

74888  Bacteria_16S 919981 919912 40 108 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

74888  Bacteria_16S 964767 964698 40 108 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
strain Y9 16S ribosomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

74888  Bacteria_16S 1032007 1031938 40 108 gi| 265678357 |ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

74888  Bacteria_16S 1039695 1039626 40 108 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

74888  Bacteria_16S 1041204 1041135 40 108 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 


strain IFM 0784 1 


74888 


1042742 1042673 40 108 gi 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


nebacterin 
265678350 


eae; Nocardiacea 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 


ref |NR_028652.1 


Nocardia araoensis 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


74888 
strain IFM 10084 


74888 
strain YZ-96 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


74888 
strain LK2-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
74888 
strain IFM 0245 1 


74888 
roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 
74888 
strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 

74888 
strain DF-32 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
74888 
strain I-132 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1044302 1044233 40 108 gi 


1045858 1045789 40 108 
ribosomal RNA, partial sequence 


gi 


1048927 1048858 40 108 
ribosomal RNA, partial sequence 


gi 


1053434 1053365 40 108 gi 


1091038 1090969 40 108 gi 


Nonomuraea. 

1107577 1107508 40 108 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 


eae; 


1109123 1109054 40 
ribosomal RNA, 


108 
partial sequence 


gi 


1115211 1115142 40 
ribosomal RNA, 


108 
partial sequence 


gi 


265678 
1107766 11092 
Streptosporangineae; 


265678349 
16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


nebacterineae; 
265678348 

1044481 10459 
Corynebacterineae; 
265678346 

1047573 10490 
Micromonosporineae; 


265678342 
6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


nebacterineae; 
265678316 
ain A-5 16S ribosomal RNA, partial sequence 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678304 
11062 
Streptosporangineae; 


es; 


303 


265678299 
1113840 11153 


ref|NR_028651.1| Nocardia higoensis 

30 Nocardia higoensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028650.1| Nocardia shimofusensis 
88 Nocardia shimofusensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028648.1| Micromonospora eburnea 
49 Micromonospora eburnea Bacteria; 
Micromonosporaceae; 


ref|NR_028644.1| Nocardia asiatica 
15 Nocardia asiatica Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028618.1] Nonomuraea 
1089685 1091137 Nonomuraea 
Streptosporangineae; 


ref|NR_028606.1| Nonomuraea longicatena 
17 1107715 Nonomuraea longicatena 
Streptosporangiaceae; 


ref|NR_028605.1| Microbispora corallina 
07 Microbispora corallina Bacteria; 
Streptosporangiaceae; 


ref|NR_028600.1| Kineosporia rhamnosa 
13 Kineosporia rhamnosa Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


74888 
strain I-273 16S 


Actinobacteria; Actinoba 
Bacteria_16S 


74888 
sphenisci strain 


Bacteria_16S 


ribosomal RNA, 


CECT 59 


1116737 1116668 40 


108 
partial sequence 


cteridae; Actinomycetales; 
1134821 1134752 40 


108 


sphenisci Bacteria; 
Corynebacteriaceae; 


74888 


strain IMMIB R-1434 16S 
Actinobacteria; Actinoba 


74888 


multipartita DSM 44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Bacteria_16S 


Bacteria_16S 


Nakamurella. 


74888 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


74888 


strain 13.4 16S r 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Acti 


1148474 1148405 40 


1162091 1162022 40 


1236216 1236147 40 


1246813 1246744 40 


1257254 1257185 40 


108 


108 


108 


108 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


108 


Kineosporiineae; 


gi 


1115364 11168 
Kineosporiineae; 


gi 


90 16S ribosomal RNA, partial sequence 
nobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterium. 


gi 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 


gi 


gi 


gi 


265678298 


253680767 


253680758 
11471 


228721225 
11607 


219878254 


strain DSM 44346 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


219857484 


1245479 12468 


gi 


219857144 


nebacterineae; 


omycetales; 


Actinomycetales; Co 


ref|NR_028599.1 


ref |NR_028015.1 


133500 113488 


R 


ref|NR_028006.1 


ref|NR_027604.1 
39 1162206 Nakamu 
Frankineae; 
ref |NR_025393.1 
123486 


ref|NR_025072.1 
80 Amycolatopsis 
Pseudonocar 
ref|NR_024772.1 


Kineosporiaceae; Kineosporia. 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
Kineosporiaceae; Kineosporia. 


Corynebacterium 
1 Corynebacterium 


Corynebacterineae; 


Nocardia ignorata 


15 1148603 Nocardia ignorata Bacteria; 
Nocardiaceae; 


Nocardia. 
Nakamurella 
rella multipartita DSM 


Nakamurellaceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Corynebacterium 


efficiens YS-314 


16S ribosomal RNA, partial sequence 1255896 12573 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterium. 
74888  Bacteria_16S 1275294 1275226 41 108 gi|219846219 


strain AT1013 16S 


Corynebacterineae; 


49 Corynebacterium efficiens YS-314 
Corynebacteriaceae; 


ref|NR_025809.1| Sejongia antarctica 


Bacteroidetes; 


74888 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


74888 


strain LM 161 16S 


74888 


YIM 30243 16S rib 


74888 


obscurus DSM 4316 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Flavobacteria; 


ribosomal RNA, 


1281180 1281111 40 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


1300740 1300671 40 


1326843 1326774 40 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


1345225 1345156 40 


ribosomal RNA, partial sequence 
Flavobacteriales; 


108 


108 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


108 


108 


1273959 12753 


gi 


219846091 


1279854 12812 


gi 


219846779 


1299363 13008 


gi 


219846136 


1325499 13269 


gi 


0 16S ribosomal RNA, partial sequence 


228721038 
13438 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Geodermatophilus. 


74888 


Bacteria_16S 


1351354 1351285 40 


DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


108 


gi 


228720546 


Sejongia. 
ref |NR_025681.1 
10 Aeromicrobium 


Propionibacterineae; 


ref |NR_026371.1 
Nocardioi 
ref|NR_025726.1 
44 Nocardia alba 
Nocardiacea 
ref|NR_027601.1 
50 1345331 Geoder 
; Frankineae; Ge 


ref|NR_027594.1 


12 Sejongia antarctica Bacteria; 
Flavobacteriaceae; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Gordonia bronchialis 


1349993 1351464 Gordonia bronchialis DSM 43247 


74888 


strain LM 036 16S 


74888 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


74888 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


74888 


strain JZC3 16S r 
Spirochaetes; 


74888 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


74888 


caeruleus subsp. 


Actinomycetales; 


74888 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


74888 


strain JCM3369 16 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1440605 1440536 40 


1451268 1451199 40 


1452731 1452662 40 


1467811 1467738 35 


1490655 1490586 40 


1495113 1495044 40 


108 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


108 


in PG 39 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


108 


n AA459 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 


108 


ibosomal RNA, partial sequence 
Spirochaetales; 


108 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


108 


caeruleus strain DSM 44103 16S ribosomal 


gi|224581428 


1439230 14407 


gi|224581420 


gi] 224581419 


gi|224581408 


1466484 14678 
Spirochaetaceae; Treponema. 


gi| 219846947 


gi|219846703 


Actinomycetales; 


Actinomycetales; 


14892 


RNA, partial sequence 


ref|NR_027210.1 


ref|NR_027201.1 
1449903 145131 


ref|NR_027200.1 
1451367 145284 


ref 


NR_027189.1 


ref |NR_026539.1 


ref |NR_026295.1 


Lentzea violacea 


37 Lentzea violacea Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Corynebacterium 
6 Corynebacterium 


Corynebacterineae; 


Micromonospora 
3 Micromonospora 


Micromonosporineae; 


Treponema putidum 


91 Treponema putidum Bacteria; 


Corynebacterium durum 


76 1490698 Corynebacterium durum 
Corynebacterineae; Corynebacteriaceae; 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


1522021 1521952 40 


1528180 1528111 40 


Micromonosporineae; Micromonosporaceae; 


108 


108 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


74888 


strain JCM3146 16 


Bacteria_16S 


1529692 1529623 40 


108 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


74888 


oligospora strain 
oligospora Bacter 


Bacteria_16S 


Thermomonosporaceae; 


74888 


matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


74888 


strain JCM 3325 1 


Bacteria_16S 


Bacteria_16S 


1531204 1531135 40 


Actinomadura. 
1532733 1532664 40 


1535728 1535659 40 


108 


108 


108 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


74888 


texasensis strain 


Bacteria_16S 


texasensis Bacteria; 
Actinosynnemataceae; 


74888 


strain NRRL B-162 


74888 


Bacteria_16S 


Bacteria_16S 


1537237 1537168 40 


Saccharothrix. 
1540361 1540292 40 


1543470 1543401 40 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 
74888 
canariasense stra 


canariasense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
74888 


Bacteria_16S 


ia; 
ae; Actinokineospora. 


1561391 1561322 40 


108 


NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


108 


38 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


108 


NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


108 


gi|219857610 


rain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 
cteria; Actinobacteria; Actinobacteridae; 
ardia. 


gi| 219857435 


1526835 15282 
Streptosporangineae; 


gi| 219857434 


1528339 15297 
Streptosporangineae; 


gi|219857433 


ATCC 43269 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


gi| 219857427 


ain IMSNU 22003 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 


gi|219857414 


6S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura 
Streptosporangineae; 


gi| 219857378 


219857376 
15389 


gi 


gi] 219857374 


gi| 219846147 


in 502329 16S ribosomal RNA, partial sequence 


Couchioplanes. 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


sequence 1535864 153737 
Actinomycetales; 


sequence 1542095 154360 
Actinomycetales; 


ref|NR_025199.1 


Coryn 


ref|NR_025023.1 
Thermomon 
ref|NR_025022.1 
Thermomon 
ref|NR_025021.1 

1529847 153130 
Streptosp 


ref|NR_025015.1 


153135 


ref |NR_025002.1 


Thermomon 


ref|NR_024966.1 


Pseudonoc 


ref|NR_024964.1 
86 1540484 Crossi 
Pseudonocar 
ref|NR_024962.1 
Pseudonoc 


ref |NR_025737.1 
1560055 156148 


Nocardia 
6 Nocardia 
ebacterineae; 


Actinomadura yumaensis 


88 Actinomadura yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Micromonospora 
9 1532864 Micromonospora 


Micromonosporineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Actinokineospora 

6 Actinokineospora 
ardineae; 


Mycobacterium 
7 Mycobacterium 


Bacteria_16S 


Mycobacterium. 


1564324 1564255 40 108 


gi 


pretoriensis strain NRRL B-24133 16S ribosomal RNA, parti 


pretoriensis Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 
Bacteria_16S 
strain LB37 16S ribosomal RNA, partial sequence 


74888 


Fusobacteria; Fus 


74888 


Bacteria_16S 


1567321 1567249 36 108 


gi 


obacteriales; Fusobacteriaceae; 
1574886 1574817 40 108 


Leptotri 
gi 


219846103 
al sequence 
Actinomycetales; 


219846058 
1565947 15674 


chia. 


219856868 


Actinomycetales; 


Corynebacterineae; 

ref |NR_025693.1| Amycolatopsis 
1562964 1564361 Amycolatopsis 

Pseudonocardineae; 


ref|NR_025648.1| Leptotrichia shahii 
31 Leptotrichia shahii Bacteria; 
ref|NR_024687.1| Umezawaea tangerina 


strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 


74888  Bacteria_16S 
strain JCM 9114 1 


1576412 1576343 40 108 gil|2 


19856867 


6S ribosomal RNA, partial sequence 1575051 15765 


ref|NR_024686.1 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
74888  Bacteria_16S 1663333 1663264 40 108 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 

74888  Bacteria_16S 1664873 1664804 40 108 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 


Kibdelosporangium aridum subsp. largum Bacteria; 


Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
74888  Bacteria_16S 1666397 1666328 40 108 gi 
albatum strain R 761-7 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Kibdelosporangium. 
74888  Bacteria_16S 1673966 1673897 40 108 gi 
vancoresmycina strain ST101170 16S ribosomal RNA, parti 
vancoresmycina Bacteria; Actinobacteria; Actinobacterid 
Pseudonocardiaceae; Amycolatopsis. 

74888  Bacteria_16S 1675489 1675420 40 108 gi 
balhimycina strain DSM 44591 16S ribosomal RNA, partial 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 

74888  Bacteria_16S 1676988 1676919 40 108 gi 
keratiniphila subsp. nogabecina strain DSM 44586 16S ri 


K 


ne 
al 


219878426 
sequenc 
Actino: 


al 
ae 


219878425 
s 
Actinomyc 


219878424 


bosomal RN. 


e 
es; 


’ 


equence 


orangium. 
ref|NR_025570.1 
31 1666519 Kibde 
donocardineae; 


ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseu 


ref|NR_025564.1 
1674127 167557 
etales; Pseudon 


ref 
A, Pp 


NR_025563.1 
artial sequ 


1 
P 


d 


fo} 


e 


Actinobacteria; Actinobacteridae; 
ibdelosp 
219878431 
16650 
Pseu 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
74888 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiaceae; Amycolatopsis. 

74888  Bacteria_16S 1680026 1679957 40 108 gi 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Amycolatopsis. 


Pseudonocardineae; Pseudonocardiaceae; 
Bacteria_16S 1678505 1678436 40 108 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


74888 


219878422 


al 


Amycolato 
219878423 

s 
Actinomyc 


equence 


16786 
es; 


Pseu 


Bacteria_16S 


1727352 1727283 40 


108 gi 


219878390 


rhodesiae strain 


rhodesiae Bacteri 


DSM 44223 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; Mycobacterium. 

74888 Bacteria_16S 1728891 1728822 40 
strain DSM 44222 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
74888  Bacteria_16S 1730427 1730358 40 108 gi 
strain DSM 44515 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
74888  Bacteria_16S 1731940 1731871 40 108 gi 
moriokaense strain DSM 44221 16S ribosomal RNA, partial 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

74888  Bacteria_16S 1736506 1736437 40 108 gi 
vaccimaxillae strain R10176 16S ribosomal RNA, partial 
vaccimaxillae Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; Actinomyces. 

74888  Bacteria_16S 1747229 1747160 40 108 gi 
namibiensis strain HAG 010767 16S ribosomal RNA, partia 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinomadura. 

74888  Bacteria_16S 1759495 1759426 40 108 
strain SPR2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
74888  Bacteria_16S 1771438 1771369 40 108 gi 
felinum strain CCUG 39943 16S ribosomal RNA, partial se 
felinum Bacteria; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 

74888  Bacteria_16S 1789398 1789329 40 108 gi 
saxobsidens strain BC448 16S ribosomal RNA, partial seq 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 
Blastococcus. 

74888  Bacteria_16S 1810872 1810803 40 108 
strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


108 gi 


s 


se 
e; 


1 


gi 
ne 
qu 
in 


ue 


gi 


ne 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
ne 
219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
ne 
219878387 


Actinomyc 


219878384 


uence 


bacterin 


bacterin 


equence 


quence 


219878376 
Actinomyc 


219878366 
1758120 17596 


219878357 


219878343 
Actinomyc 
219878329 


1809512 18109 
bacterin 


sequence 


bacterin 


ence 
omycetal 


nce 


74888  Bacteria_16S 1817011 1816942 40 108 gi 


219878325 


inomycet 


Actinomycet 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudon 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025529.1 
1725987 172747 
ales; Corynebact 


, 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref|NR_025523.1 
1735130 173662 
ales; Actino 


ref|NR_025515.1 

1745863 174730 
etales; Streptos 
ref|NR_025505.1 


eae; Gordoniacea 


fo} 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomadura 
0 Actinomadura 


porangineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 


ref |NR_025496.1 
1770072 177148 
es; Corynebacter 
ref |NR_025482.1 
1788037 178951 
etales; Frankine 


ref |NR_025468.1 


eae; Gordoniacea 


ref 


Corynebacterium 
6 Corynebacterium 
ineae; 


Blastococcus 
9 Blastococcus 


ae; Geodermatophilaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 


NR_025464.1 


Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Kibdelosporangium. 


74888  Bacteria_16S 1859589 1859520 40 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
74888  Bacteria_16S 1867310 1867241 40 


108 gi 


108 gi 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


74888 
halophila strain 


Bacteria_16S 1887296 1887227 40 


Pseudonocardiaceae; 
74888  Bacteria_16S 
aerophilus strain 
aerophilus Bacteria; 
74888 #Bacteria_16S 


Saccharomonospora. 
1906740 1906675 41 


Bacteroidetes; 
1911237 1911168 40 


marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequen 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 
74888 


Actinomyces. 
Bacteria_16S 1924990 1924921 40 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardia. 
1926551 1926482 40 


Pseudonocardiaceae; 
74888 #Bacteria_16S 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequen 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
74888 Bacteria_16S 1950980 1950911 40 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardia. 
1954000 1953931 40 


Pseudonocardiaceae; 
74888  Bacteria_16S 
auriscanis strain 


Sphingobacteria; 


DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


I/26Corl 16S ribosomal RNA, partial sequence 


108 gi| 219878274 
105 gi| 219878259 

Sphingobacte 
108 gi| 219878256 


108 gi 


108 gi 
108 


gi 


108 gi 


CCUG 39784 16S ribosomal RNA, partial sequence 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
74888  Bacteria_16S 2031554 2031485 40 
variabile strain 


Corynebacteriaceae; Corynebacterium. 
74888  Bacteria_16S 2034567 2034498 40 
smegmatis strain 


Mycobacteriaceae; 
74888 


Mycobacterium. 
Bacteria_16S 2037641 2037572 40 


simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 


Corynebacterium. 


74888  Bacteria_16S 2053258 2053189 40 


108 gi 


DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


108 gi 


ATCC 19420 16S ribosomal RNA, partial 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


108 gi 


108 gi 


elephantis strain DSM 44368 16S ribosomal RNA, partial 
elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
74888  Bacteria_16S 2091349 2091280 40 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 

74888 Bacteria_16S 2100504 2100435 40 
aquiterrae strain 
Bacteria; Actinobacteria; 
Nocardioides. 
74888  Bacteria_16S 
pinnipedii strain 
Bacteria; Actinobacteria; 


2112740 2112671 40 


108 gi 


108 gi 


GW-9 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


108 gi 


6482 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


Mycobacterium; Mycobacterium tuberculosis complex. 


74888 Bacteria_16S 2129412 2129343 40 
africanum strain ATCC 25420 16S 
africanum Bacteria; 
Mycobacteriaceae; 
74888 


Bacteria_16S 2130891 2130822 40 


108 gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis complex. 


108 gi 


219878295 
sequenc 


219878290 
18659 


219878245 
Actinomyc 
219878244 
Actinomy 
219878228 
Actinomy 
219878226 
Actinomyce 


219878175 


219878172 
sequence 


219878170 
20362 


219878157 
sequence 


219878129 
sequence 


219878122 


219857660 


219857649 
sequence 


219857648 


Actinomy 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ales 


ref 


ales 


ref 


ref 


ref 


ref 


2099138 2100621 Nocard 
Propioni 


ref 


2111381 2112761 Mycoba 
Coryneba 


ref 


ref 


e 1858220 18597 
cetales; 


35 1867442 Asano 
neae; 


1885917 18874 


ales; Pseudonocardineae; 


1905456 19068 
riales; 
ce 1909867 19112 


Actinomycetales; 


1923611 192512 


etales; Pseudonocardineae; 


ce 1925173 192664 
cetales; 


1949601 195111 


cetales; Pseudonocardineae; 


1952641 195404 
tales; 


2030195 203163 


2033216 203470 


84 2037751 Coryne 


2051875 205339 


Actinomycetale 


2089993 209143 
Actinomyce 


2128040 212947 
ales 


NR_025434.1 


NR_025429.1 


NR_025413.1 


NR_025398.1 


NR_025395.1 


NR_025384.1 


NR_025383.1 


NR_025367.1 


NR_025365.1 


Corynebac 


NR_025314.1 


; Corynebact 


NR_025311.1 
; Corynebact 


NR_025309.1 


NR_025296.1 
s; Corynebac 
NR_025268.1 
tales; Coryn 
NR_025261.1 
bacterineae; 
NR_025249.1 
cterineae; M 


NR_025238.1 


; Corynebact 


NR_025237.1 


Corynebacterium 


01 Corynebacterium 
Corynebacterineae; 


Asanoa ishikariensis 


a ishikariensis Bacteria; 
; Micromonosporaceae; 


Asanoa. 
Saccharomonospora 


21 Saccharomonospora 


Hymenobacter 


17 Hymenobacter 
Flexibacteraceae; Hymenobacter. 


Actinomyces 


82 Actinomyces 
Actinomycineae; 


Pseudonocardia 
2 Pseudonocardia 


Amycolatopsis 
6 Amycolatopsis 


Pseudonocardineae; 


Pseudonocardia 
2 Pseudonocardia 


Corynebacterium 
7 Corynebacterium 
terineae; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 


scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 


74888 
tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; Mycobacterium. 
74888  Bacteria_16S 2133899 2133830 40 108 gi|219857646 
poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacteriaceae; Mycobacterium. 
74888  Bacteria_16S 2135412 2135343 40 108 gi 
strain ATCC 19422 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis complex. 
74888 Bacteria_16S 2136930 2136861 40 108 gi 
strain ATCC 51384 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
74888  Bacteria_16S 2139974 2139905 40 108 gi 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial 
palatopharyngis Bacteria; Actinobacteria; Actinobacteri 
Pseudonocardiaceae; Amycolatopsis. 
74888  Bacteria_16S 2150545 2150476 40 
strain YIM 90001 16S rib 


Bacteria_16S 2132396 2132327 40 108 gi| 219857647 
ATCC 27282 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


219857645 
21340 
ales; 
219857644 
21355 
nebacterin 
219857642 
sequence 

dae; Actin 


108 gi| 219857635 
osomal RNA, partial sequence 2149165 21506 


inomycet 


inomycet 


Cory 


NR_025236.1 
131039 21324 
ales; Corynebac 


ref 


ND 


’ 


NR_025235.1 
132540 213398 
ales; Corynebac 


ref 


ND 


v 


ref |NR_025234.1 
40 2135523 Mycob 
nebacterineae; 


ref|NR_025233.1 
74 2137022 Mycob 
eae; Mycobacter 
ref|NR_025231.1 

2138615 214004 
omycetales; Pse 


ref |NR_025224.1 


8 
t 


t 


a 
M 


a 
1 


UL 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 

cterium brumae Bacteria; 

aceae; Mycobacterium. 
Amycolatopsis 

1 Amycolatopsis 

donocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
74888  Bacteria_16S 2162504 2162435 40 108 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
74888  Bacteria_16S 2165604 2165535 40 108 gi| 219857625 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
74888  Bacteria_16S 2167145 2167076 40 108 gi| 219857624 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequenc 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 
Pseudonocardiaceae; Pseudonocardia. 

74888  Bacteria_16S 2174725 2174656 40 
aetherivorans strain 10b 


219857619 
sequence 
e; 


108 gi 
c312 16S ribosomal RNA, partial 
aetherivorans Bacteria; Actinobacteria; Actinobacterida 
Nocardiaceae; Rhodococcus. 
74888 #Bacteria_16S 2183 
hongkongensis strain HKU 


851 2183782 40 108 gi 
8 16S ribosomal RNA, partial se 
hongkongensis Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; Actinomyces. 
74888  Bacteria_16S 2195962 2195893 40 108 gi 
maanshanensis strain M712 16S ribosomal RNA, partial se 
maanshanensis Bacteria; Actinobacteria; Actinobacterida 
Nocardiaceae; Rhodococcus. 

74888 Bacteria_16S 2218643 2218574 40 108 gi 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
74888  Bacteria_16S 2233802 2233733 40 108 gi 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
74888  Bacteria_16S 2306895 2306826 40 108 gi| 219857525 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequ 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Tsukamurellaceae; Tsukamurella. 
74888 Bacteria_16S 2309941 2309872 40 108 gi| 219857523 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
74888  Bacteria_16S 2311447 2311378 40 108 gi| 219857522 
strain A290 16S ribosomal RNA, partial sequence 2310109 23115 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 
74888  Bacteria_16S 
strain LMG S-1926 


219857611 
quence 
e; 


219857602 
quence 
e; Actinom 


219857587 
22172 
nebacterin 
219857577 
22324 


v 


219857513 
23238 


2325155 2325086 40 108 gi 
4 16S ribosomal RNA, partial sequence 


Actinomycet 


Actinomycet 


eae; Nocardiace 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 
ref |NR_025208.1 
173451 217485 
ales; Coryn 


ND 


ref 
2 


NR_025200.1 
182453 218387 
ales; Actin 


ref|NR_0251 
2194621 21960 
ycetales; Coryn 


90.1 
3 
e 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025113.1 
ence 230551 
cetales; Coryneb 


ref|NR_025111.1 
ineae; Streptosp 
ref|NR_025110.1 
29 Actinomadura 


ineae; Thermomon 


ref|NR_025101.1 
67 2325209 Coryne 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

74888 Bacteria_16S 2328170 2328101 40 108 gi|219857511|ref|NR_025099.1 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
74888  Bacteria_16S 2343129 2343060 40 108 gi|219857500|ref|NR_025088.1 


NRRL B-24104 16S ribosomal RNA, partial sequence 


a 


e; Nocardia. 
Mycobacterium marinum 

marinum Bacteria; 

aceae; Mycobacterium. 

Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Actinomyces 
7 Actinomyces 
mycineae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Tsukamurella 

7 2307028 Tsukamurella 
acterineae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 


Crossiella equi strain 


2341772 2343243 Crossiella equi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 


74888  Bacteria_16S 2384098 2384029 40 


strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


74888  Bacteria_16S 2390210 2390145 41 


strain IL371 16S 


108 gi 


105 gi 


ribosomal RNA, partial sequence 23 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


74888 Bacteria_16S 2422385 2422316 40 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
2438874 2438805 40 


Nocardiaceae; 
74888  Bacteria_16S 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


74888 Bacteria_16S 2497662 2497593 40 


strain DNP505 16S 
74888 


Bacteria_16S 2594870 2594801 40 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


74888  Bacteria_16S 2610185 2610116 40 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
74888 #Bacteria_16S 2611758 2611689 40 
strain DSM 43194 


74888  Bacteria_16S 
strain DSM 44262 


2613285 2613216 40 


74888  Bacteria_16S 
strain CIP 103464 


2640874 2640805 40 


74888  Bacteria_16S 2656031 2655962 40 


thomssenii strain DSM 


108 gi 


108 gi 


108 gi 


ribosomal RNA, partial sequence 24 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


108 gi 


108 gi 


108 gi 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


108 gi 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


108 gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


108 gi 


44276 16S ribosomal RNA, partial sequence 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
74888  Bacteria_16S 2657548 2657479 40 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partial 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioides. 
Bacteria_16S 2659072 2659003 40 


Nocardioidaceae; 
74888 
erythreum strain 


Nocardioidaceae; Aeromicrobium. 
74888  Bacteria_16S 2660592 2660523 40 
strain ATCC 39419 


Kribbella. 


74888 Bacteria_16S 2662095 2662030 43 


108 gi 


108 gi 


NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


108 gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


108 gi 


multivorans strain DM13 16S ribosomal RNA, partial sequence 26607 
Proteobacteria; Alphaproteobacteria; Rhizobia 


Bacteria; 


219857471 


219857467 


219857445 


219857429 


219857385 
96307 24977 


219857272 


219857259 


Actinomyc 


219857258 
219857257 
219857231 
26395 
219857221 
Actinomyce 
219857219 
sequence 


Actin 


219857218 


219857217 
26592 
Prop 


219857216 


les; Hypho 


Actinomycetales; 


ref|NR_025059.1| Nocardia abscessus 


2382752 2384208 Nocardia abscessus Bacteria; 


Nocardiaceae; Nocardia. 


ref|NR_025055.1| Mycoplasma microti 


88858 2390292 Mycoplasma microti Bacteria; 


ref |NR_025033.1] Rhodococcus 
2421026 2422502 Rhodococcus 
Corynebacterineae; 


ref|NR_025017.1| Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 
Nocardiaceae; Rhodococcus. 

ref |NR_024903.1| Mycobacterium tusciae 
10 Mycobacterium tusciae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_024890.1| Amycolatopsis 

2608828 2610322 Amycolatopsis 

etales; Pseudonocardineae; 


ref|NR_024889.1| Prauserella rugosa 
91 Prauserella rugosa Bacteria; 
Pseudonocardiaceae; Prauserella. 
ref|NR_024888.1| Amycolatopsis alba 
18 Amycolatopsis alba Bacteria; 
Pseudonocardiaceae; Amycolatopsis. 
ref|NR_024859.1| Mycobacterium alvei 
12 2640976 Mycobacterium alvei Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_024849.1| Corynebacterium 
2654667 2656138 Corynebacterium 
tales; Corynebacterineae; 


ref|NR_024847.1| Nocardioides 
2656189 2657663 Nocardioides 
omycetales; Propionibacterineae; 


ref|NR_024846.1| Aeromicrobium 
2657714 2659187 Aeromicrobium 
ales; Propionibacterineae; 


ref|NR_024845.1| Kribbella sandramycini 
38 2660707 Kribbella sandramycini 
ionibacterineae; Nocardioidaceae; 


ref|NR_024844.1] Methylorhabdus 
58 2662094 Methylorhabdus multivorans 
microbiaceae; Methylorhabdus. 


74888 


Bacteria_16S 


2678554 2678485 40 


strain MS1-3 16S 


74888 Bacteria_16S 2689053 2688984 40 


strain IFM 10088 


74888  Bacteria_16S 
silvatica strain 


2693521 2693452 40 


Streptosporangiaceae; 
74888  Bacteria_16S 


Planotetraspora. 
2720526 2720457 40 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
74888  Bacteria_16S 2725112 2725043 40 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


74888  Bacteria_16S 2751864 2751795 40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


108 gi 


108 gi 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


108 gi 


TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


108 gi 


108 gi 


108 gi 


2677198 26786 


219857204 


219857197 


219857193 


219857175 
sequenc 


219857172 


219857152 


ref 


Nocardia takedensis 


Actinomycetales; 


NR_024832.1 
45 Nocardia takedensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024825.1| Nocardia sienata 
13 Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 
NR_024821.1| Planotetraspora 
2692168 2693639 Planotetraspora 
ales; Streptosporangineae; 


ref|NR_024803.1| Nocardia 
e 2719156 2720654 Nocardia 
Corynebacterineae; 


ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 
neae; Micromonosporaceae; Longispora. 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Microtetraspora. 


ref|NR_024780.1| Microtetraspora 
2750506 2751949 Microtetraspora 
Streptosporangineae; 


74888  Bacteria_16S 2753360 2753291 40 108 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
74888 Bacteria_16S 2754856 2754787 40 108 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
74888 Bacteria_16S 2796977 2796908 40 108 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
74888  Bacteria_16S 2798498 2798429 40 108 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
74888  Bacteria_16S 2800020 2799951 40 108 gi|219857117|ref|NR_024745.1]| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_l 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


74888 


74888 ba 
strain IFO 14915 


Bacteria 


74888 Bacteria 


6S 2801543 2801474 40 108 gi 


omonosporineae; 
219857116 

16 
omonosporineae; 


0 


Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 

Micromonosporaceae; Actinoplanes. 


16S 2803064 2802995 40 108 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 

16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 

16S 2804585 2804516 40 108 gi|219857114|ref|NR_024742.1]| Actinoplanes digitatis 


strain IFO 12512 
74888 


derwentensis Bact 
Micromonosporacea 
74888 
consettensis stra 
consettensis Bact 
Micromonosporacea 
74888 
campanulatus stra 
campanulatus Bact 


Micromonosporaceae; Actinoplanes. 
Bacteria_16S 


74888 
venezuelensis str 
venezuelensis Bac 
Streptosporangiac 
74888 
strain JCM 3166 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
6S ribosomal RNA, partial sequence 2819828 28212 


2806107 2806038 40 108 gi 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2807629 2807560 40 108 gi|2 
in IFO 14913 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2809151 2809082 40 108 gi|2 
in IFO 12511 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


2819694 2819625 40 108 gi 


16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
derwentensis strain IFO 14935 16S ribosomal RNA, partial 

La 


0 


19857112 
sequence 
Actinomycetales; 


19857111 
sequence 
Actinomycetales; 


219856911 


47 
omonosporineae; 
219857113 
sequence 
Actinomycetales; 


01 Actinoplanes digitatis Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 

2804752 2806224 Actinoplanes 
Micromonosporineae; 


ref|NR_024740.1| Actinoplanes 
2806275 2807745 Actinoplanes 
Micromonosporineae; 


ref |NR_024739.1| Actinoplanes 
2807796 2809267 Actinoplanes 

Micromonosporineae; 

ref 


NR_024732.1| Planomonospora 


ain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Planomonospora. 

2821187 2821118 40 108 gi|219856910|ref|NR_024731.1| Planobispora rosea 


70 Planobispora rosea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

74888 Bacteria_16S 2822681 2822612 40 108 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 


Planomonospora parontospora 


Actinomycetales; 
74888 
strain IFO 12702 


Bacteria_16S 


subsp. 
Streptosporangineae; Streptosporangiacea 
2827181 2827112 40 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Franki 


74888 
strain JCM 9312 1 


Catenuloplanes. 
74888 
strain MK703-102F 
Actinobacteria; A 


Bacteria_16S 


Bacteria_16S 


2830255 2830186 40 108 gi 


2834828 2834759 40 108 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Coryne 


antibiotica Bacteria; Actinobacteria; 
Planomonospora. 

219856906 
16S ribosomal RNA, partial sequence 2825825 28272 


e; 


neae; 


219856901 


28334 


Sporichthyaceae; 
219856904 
6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


bacterineae; 


Actinobacteridae; 


ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
Sporichthya. 
ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 
Micromonosporaceae; 


ref|NR_024722.1| Nocardia vinacea 
66 2834941 Nocardia vinacea Bacteria; 
Nocardiaceae; Nocardia. 


74888 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


74888 


strain SJS0289-JS 


74888 


cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2891868 2891799 40 


n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


2907041 2906972 40 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


2938892 2938823 40 


108 219856862|ref|NR_024681.1 
sequence 2890502 289195 


Actinomycetales; 


gi 


108 219856852 |ref 


29056 


gi NR_024671.1 


108 gi|219856831|ref|NR_024650.1 


Actinoplanes 


8 Actinoplanes 
Micromonosporineae; 


Williamsia maris 


66 2907143 Williamsia maris Bacteria; 
Williamsiaceae; 


Williamsia. 
Actinoalloteichus 


2937540 2939007 Actinoalloteichus 


cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 


74888 #Bacteria_16S 2940411 2940342 40 108 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
74888  Bacteria_16S 2941932 2941863 40 108 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
74888  Bacteria_16S 2943448 2943379 40 108 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
74888  Bacteria_16S 2944964 2944895 40 108 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 
74888 #Bacteria_16S 2985990 2985921 40 108 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

74888  Bacteria_16S 2987512 2987443 40 108 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
74888  Bacteria_16S 3011759 3011690 40 108 gi| 219846916 |ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 
74888  Bacteria_16S 3013317 3013248 40 108 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 
74888  Bacteria_16S 3023898 3023829 40 108 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
74888  Bacteria_16S 3040626 3040557 40 108 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

74888  Bacteria_16S 3066445 3066380 41 105 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 
74888  Bacteria_16S 3079869 3079820 30 79 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
74888  Bacteria_16S 3081445 3081396 30 79 gi|219846868|ref|NR_026460.1| Desulfurella 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
74888  Bacteria_16S 3083021 3082972 30 79 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 
74888 Bacteria_16S 3103940 3103871 40 108 gi|219846853|ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 
74888 Bacteria_16S 3120569 3120500 40 108 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
74888 Bacteria_16S 3149005 3148936 40 108 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
74888 Bacteria_16S 3206889 3206820 40 108 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
74888  Bacteria_16S 3208413 3208344 40 108 gi| 219846783 |ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
74888  Bacteria_16S 3214388 3214319 40 108 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 


Ww 


lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 
74888  Bacteria_16S 3215910 3215841 40 


imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


74888  Bacteria_16S 3225074 3225005 40 


108 gi 


108 gi 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 
74888  Bacteria_16S 
strain DSM 43678 


3250732 3250663 40 


74888  Bacteria_16S 3253730 3253661 40 


strain DSM 43764 


Actinomadura. 
74888  Bacteria_16S 
strain DSM 43067 


3255227 3255158 40 


Actinomadura. 
74888 #Bacteria_16S 
strain DSM 44140 


3322035 3321966 40 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


74888 #Bacteria_16S 
strain DSM 43039 


3332714 3332645 40 


3334209 3334140 40 


74888  Bacteria_16S 
strain DSM 43151 
74888 


Bacteria_16S 3335703 3335634 40 


brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 
74888 Bacteria_16S 3337199 3337130 40 
strain DSM 44183 


74888 Bacteria_16S 3338709 3338640 40 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
74888 Bacteria_16S 3340221 3340152 40 


austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequ 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
74888 Bacteria_16S 3341744 3341675 40 


DSM 803 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


Micromonospora. 


74888  Bacteria_16S 3367858 3367789 40 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 


108 gi 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 


108 gi 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


108 gi 


16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 3320684 33221 


219846777 
32145 


219846771 
32236 


219846754 


Streptosporang 


219846752 


Streptosporang 


219846751 


Cory 


Acti 


ref 


ref 


ref 


ref 


ref 


49 3216020 Coryn 


89 3225098 Actin 
nomycineae; Actinomycetaceae; 


ineae; 


26 Actinomadura 
ineae; 


21 Actinomadura 


NR_026369.1 


NR_026363.1 


NR_026346.1 


NR_026344.1 


NR_026343.1 


Corynebacterium 


ebacterium imitans 
nebacterineae; Corynebacteriaceae; 


Actinomyces europaeus 


omyces europaeus 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Actinomadura kijaniata 


kijaniata Bacteria; 
Thermomonosporaceae; 


Actinomadura madurae 


madurae Bacteria; 


Streptosporangineae; Thermomonosporaceae; 
108 gi|219846705|ref|NR_026297.1| Gordonia hirsuta 
44 Gordonia hirsuta Bacteria; 
Gordoniaceae; Gordonia. 
108 gi|219846697|ref|NR_026289.1| Pilimelia anulata 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


108 gi 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


108 gi 


108 gi 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


108 gi 


108 


gi 


108 gi 


3340376 3341852 Micro 


108 gi 


longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
74888  Bacteria_16S 
claviforme strain 


Streptosporangium. 
3369356 3369287 40 


108 gi 


DSM 44127 16S ribosomal RNA, partial 


claviforme Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
74888 #Bacteria_16S 


Streptosporangium. 
3370854 3370785 40 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


carneum Bacteria; 
Streptosporangiaceae; 
74888  Bacteria_16S 

album strain DSM 


Streptosporangium. 
3372351 3372282 40 


Streptosporangium. 
74888  Bacteria_16S 
strain DSM 44015 


3381508 3381439 40 
16S ribosomal RNA, 


74888  Bacteria_16S 3432535 3432466 40 


108 gi 


108 gi 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


108 gi 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


108 gi 


219846696 


219846695 


219846694 


219846693 
sequenc 


219846692 


Actin 


219846690 


219846672 
Actinomyc 


219846671 
sequence 
Actinomyce 


219846670 


219846669 
33709 
Stre 


219846662 

33801 
Cory 

219846623 


ref 


ref 


Actinomycetales; 


ref 


eae; 
ref 


ref 
ence 
omyc 
ref 


mono 
neae 


etal 


tale 


es; 
ref 
ptos 
ref 


neba 
ref 


amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


00 Actinoplanes 


3334351 333579 
Micromonosporineae; 


03 Mycobacterium 


e 3337354 333881 
Actinomycet 


3366504 336795 


3368004 336944 


3369499 337094 


99 3372445 Strept 


49 3381618 Gordon 


Micromonos 
NR_026288.1 


Micromonos 
NR_026287.1 


NR_026286.1 


Mycobacteri 
NR_026285.1 


ales; Coryne 
NR_026284.1 

333886 
etales; Cory 
NR_026282.1 
spora rosari 
; Micromonos 
NR_026264.1 
es; Streptos 
NR_026263.1 
s; Streptosp 
NR_026262.1 
Streptospora 
NR_026261.1 
porangineae; 


NR_026254.1 


cterineae; G 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 


NR_026215.1 


Corynebacterium 


3431175 3432575 Corynebacterium 


74888 


pilosum Bacteria; 


Bacteria_16S 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 


3435341 3435272 40 108 


gi 


219846620 


Actinobacteria; Actinobacteridae; Actinomycetales; 


NR_026212.1 
3433993 343537 


Corynebacteriaceae; Corynebacterium. 
74888  Bacteria_16S 3473279 3473210 40 
strain DSM 43205 


108 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219846594 


ref|NR_026186.1 


Corynebacterium 
3 Corynebacterium 


Corynebacterineae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
Nocardiaceae; 


Rhodococcus. 


74888  Bacteria_16S 3474814 3474745 40 108 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 
strain : DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

74888 Bacteria_16S 3476337 3476268 40 108 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

74888  Bacteria_16S 3477863 3477794 40 108 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 


marinonascens Bac 


Nocardiaceae; 
74888 


Actinomycetaceae; 


74888  Bacteria_16S 3493093 3493024 40 108 gi| 219846581 |ref|NR_026173.1 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 349320 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacteriaceae; Mycobacterium. 

74888 Bacteria_16S 3496019 3495950 40 108 gi| 219846579 |ref|NR_026171.1 
strain DSM 44070 16S ribosomal RNA, complete sequence 34946 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermocrispum. 

74888  Bacteria_16S 3500548 3500475 36 108 gi|219846576|ref|NR_026168.1 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

74888 Bacteria_16S 3520224 3520159 41 105 gi|219846563|ref|NR_026155.1 
strain ATCC 33530 16S ribosomal RNA, partial sequence 3518849 3520338 Mycopl 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

74888  Bacteria_16S 3582716 3582639 29 106 gi|219846521|ref|NR_026113.1 
stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequenc 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


Rhodococcus. 
Bacteria_16S 
denticolens strain NCTC 11490 16S ribosomal RNA, partia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 


teria; Actinobacteria; Actinobacteridae; 


3480873 3480804 40 108 


gi 
1 


Actinomyces. 


219846589 


Actinomycetales; 


Actinomycetales; 


ref|NR_026181.1 


sequence 3479494 348091 


Clostridia; 


Clostridiaceae; Clostridium. 


74888 


Bacteria_16S 


3588942 3588893 30 


79 


gi| 219846517 


ref 


acetivorans strai 
Bacteria; Proteob 
74888 
hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 
74888 
strain 1066 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Bacteria_16S 


74888 
komossense strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 
74888  Bacteria_16S 3623582 3623513 40 108 gi|219846490|ref|NR_026082.1 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 
74888 
strain 3015 16S r 


74888 
strain ATCC 35799 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


n A63 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfurel 
3608869 3608800 40 108 gi 


3617952 3617883 40 108 gi 
Ko2 16S ribosomal RNA, partial sequence 


ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
; Mycobacteriaceae; Mycobacterium; Mycob 
3625083 3625014 40 108 gi 
ibosomal RNA, partial sequence 


pa 


3626628 3626559 40 108 gi 
16S ribosomal RNA, complete sequence 


219846500 
ATCC 9874 16S ribosomal RNA, partial sequence 


a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Mycobacterium. 

3616442 3616373 40 108 gi| 219846495 |ref|NR_026087.1 
ibosomal RNA, partial sequence 3615060 3616515 Mycobacterium 


219846494 


Actinobacteridae; 


219846489 
3623734 36252 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


Bacteria_16S 219846488 


NR_026109.1 
e 3587507 3589069 Desulf 
lales; Desulfurellaceae; 
NR_026092.1 
3607525 360892 


bacterineae; Mycobacteri 
ref|NR_026086.1 


3616566 3618027 Mycoba 


rtial sequence 362222 
acterium avium complex ( 
ref|NR_026081.1 
17 Mycobacterium 
bacterineae; Mycobacteri 
ref|NR_026080.1 


3625268 3626729 Mycoba 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

74888  Bacteria_16S 3637373 3637304 40 108 gi| 219846481 |ref|NR_026073.1 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

74888  Bacteria_16S 3664966 3664897 40 108 gi|219846462|ref|NR_026054.1 


bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 


Corynebacterineae; 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Thermocrispum agreste 


39 3496156 Thermocrispum agreste 


seudonocardiaceae; 


Cetobacterium ceti 
ceti Bacteria; 


Mycoplasma genitalium 
asma genitalium 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Mycobacterium 

0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


Actinomycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


3663577 366509 


Mycobacterium 
2 Mycobacterium 


bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


74888  Bacteria_16S 3713309 3713240 40 


auranticolor strain 253 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 


74888  Bacteria_16S 3714770 3714701 40 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 
74888  Bacteria_16S 3722313 3722244 40 
hassiacum strain 


Mycobacterium. 


74888  Bacteria_16S 3725364 3725295 40 


verrucosospora strain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3728277 3728208 40 


Thermomonosporaceae; 
74888 #Bacteria_16S 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
74888  Bacteria_16S 


3731189 3731120 40 


libanotica strain IFO 14095 16S ribosomal RNA, partial 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; Actinocorallia. 
74888  Bacteria_16S 3732645 3732576 40 


strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


74888  Bacteria_16S 3734107 3734038 40 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae 


Actinomadura. 
3735573 3735504 40 


Thermomonosporaceae; 
74888  Bacteria_16S 
subsp. 
subsp. 
Streptosporangiaceae; Microbispora. 

74888  Bacteria_16S 3737031 3736962 40 
strain IFO 14097 


74888 
strain IFO 


Bacteria_16S 
14525 


3738492 3738423 40 


74888  Bacteria_16S 3739957 3739888 40 


strain IFO 14345 


74888 
strain IFO 


Bacteria_16S 
14094 


3744348 3744279 40 


74888 
strain IFO 


Bacteria_16S 
14745 


3748735 3748666 40 


74888 Bacteria_16S 3757831 3757766 41 
Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycoplasmataceae; Mycoplasma. 
74888 Bacteria_16S 3766921 3766857 43 
acrylicus strain 
Bacteria; 
74888  #Bacteria_16S 3787950 3787870 29 
strain PU 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


74888  Bacteria_16S 
aggregatus strain 


3841004 3840935 40 


Blastococcus. 
74888  Bacteria_16S 3860612 3860547 41 
strain 4229 16S ribosomal RNA, partial sequen 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


74888  Bacteria_16S 
strain IFO 15474 


3902152 3902083 40 


Herbidospora. 
74888 #Bacteria_16S 


3918619 3918550 40 


108 


108 


108 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


108 


108 


108 


108 


108 


108 


aerata strain P132 16S ribosomal RNA, partial sequence 
aerata Bacteria; Actinobacteria; Actinobacteridae; 


108 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 


108 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


108 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 


108 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 


108 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 


105 


3756485 3757942 Mycop 


108 


W218 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


108 


108 


B15 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


105 
ce 


108 


16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


108 


Streptosporang 


Streptosporang 


Streptosporang 


Streptosporang 


Streptosporang 


Streptosporang 


gi|219846428 


gi| 219846427 
219846420 


gi 


219846418 
sequence 


gi 


gi|219846416 


Streptosporangineae; 


219846414 
sequence 


gi 


gi|219846413 


Streptosporangineae; 


gi| 219846412 


gi| 219846411 


gi|219846410 


gi|219846409 
gi|219846408 
gi|219846405 
gi|219846402 
gi|219846394 


219846387 
37655 


gi 


gi| 219846372 
3786577 37880 


219846335 
38396 
Fran 


gi 


gi| 219846322 
3859256 38606 


gi|219846294 


Actinomycetales; 


Actinomycetales; 


; Actinomycetales; 


Actinomycetales; 


ref|NR_026019.1 


NR_026018.1 


ref|NR_026011.1 


ref|NR_026009.1 


ref |NR_026007.1 


ref|NR_026005.1 


ref|NR_026004.1 
31 Actinomadura 


ref|NR_026003.1 
3732782 373419 


ref|NR_026002.1 
3734241 373565 


ref|NR_026001.1 
ineae; 
ref|NR_026000.1 


ineae; 
ref|NR_025999.1 


ineae; 
ref|NR_025996.1 


ineae; 
ref |NR_025993.1 


ineae; Streptosp 
ref|NR_025985.1 
lasma alvi Bacte 


ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025963.1 


ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref |NR_025912.1 


ref|NR_025884.1 
68 Herbidospora 


ineae; Streptosp 


ref 


gi|219846282 


Actinoplanes 


ence 3711982 3713392 Actinoplanes auranticolor 
Micromonosporineae; 


Micromonosporaceae; 


Actinoplanes 


3713443 3714853 Actinoplanes 
Actinomycetales; Micromonosporineae; 


Mycobacterium 


3720952 3722442 Mycobacterium hassiacum 
Corynebacterineae; Mycobacteriaceae; 


Actinomadura 


3724040 3725450 Actinomadura 
Streptosporangineae; 


Actinomadura macra 


59 Actinomadura macra Bacteria; 
Thermomonosporaceae; 


Actinocorallia 


3729869 3731272 Actinocorallia 
Streptosporangineae; 


Actinomadura coerulea 


coerulea Bacteria; 
Thermomonosporaceae; 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


rosea 
rosea 


Microbispora 
5 Microbispora 


Streptosporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Mycoplasma alvi strain 
ria; Tenericutes; 


Desulfovibrio 

ovibrio acrylicus 
aceae; Desulfovibrio. 
Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


NR_025872.1 


Spirilliplanes 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; 


74888 Bacteria_ 


cosmeticum strain 
cosmeticum Bacter 


Mycobacteriaceae; 
74888 Bacteria_ 


nebraskense strai 
nebraskense Bacte 


Mycobacteriaceae; 
74888 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 
74888 
strain AS 4.1860 


74888 


Actinobacteria; Actinobac 
Bacteria_16S 
strain DSA1 16S ribosomal 
Actinobacteria; Actinobac 
Bacteria_16S 


74888 


74888 
strain W4937 16S 


Bacteria_16S 
strain HSC68 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Spirilliplanes. 


16S 4039813 4039744 40 


Mycobacterium. 
16S 4063858 4063789 40 


Mycobacterium. 
4074465 4074396 40 


Mycobacterium. 
4075953 4075884 40 


4110678 4110609 40 


4112244 4112175 40 


4116690 4116621 40 


108 


LTA-388 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; 


108 


n UNMC-MY1349 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


108 


108 


108 


RNA, partial sequence 
teridae; Actinomycetales; 


108 


RNA, partial sequence 
teridae; Actinomycetales; 


108 


gi| 219846197 |ref 


gi|219846177|ref 


NR_025787.1 
4038441 4039947 Mycobacterium 
Corynebacterineae; 


NR_025767.1 


Mycobacterium 


Mycobacterium 


complete sequence 4062487 4063992 Mycobacterium 


Actinomycetales; 


gi|219846170 
sequence 


ref 


gi| 219846169 |ref 


gi| 219846145 |ref 


NR_025760.1 
4073095 4074562 Mycobacterium 
Actinomycetales; Corynebacterineae; 
NR_025759.1 
16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 
strain HD9 16S ribosomal 


Nocardiaceae; 
NR_025735.1 


Corynebacterineae; 


Mycobacterium 


Nocardia xishanensis 


Nocardia. 
Kribbella jejuensis 


4109294 4110810 Kribbella jejuensis Bacteria; 


Propionibacterineae; 
gi|219846144|ref 


Nocardioidaceae; 
NR_025734.1 


Kribbella. 
Kribbella solani 


4110861 4112376 Kribbella solani Bacteria; 


Propionibacterineae; 
gi|219846140|ref 


Nocardioidaceae; 
NR_025730.1 


ribosoma 


Actinobacteria; Actinobac 


74888 


Bacteria_16S 


algeriensis strain SA 233 
algeriensis Bacteria; Act 


Actinosynnemataceae; 
Bacteria_16S 


74888 
nitritigenes stra 
nitritigenes Bact 


Thermomonosporaceae; 
Bacteria_16S 


74888 
strain M175 16S r 


74888 
strain R18165 16S 


74888 
alaskensis strain 
Bacteria; Proteob 
74888 
G33 16S ribosomal 
Actinobacteridae; 
74888 
cellulans strain 
cellulans Bacteri 
Promicromonospora 
74888 
strain 136 16S ri 


74888 
strain BAL-1 16S 
Chrysiogenetes; C 
74888 
ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 

74888 
strain 27 16S rib 


Actinobacteria; Actinobacteridae; Actin 
Bacteria_16S 


74888 
strain ST26 16S r 


Actinobacteria; Actinobacteridae; Actin 
Bacteria_16S 


74888 
strain ST50 16S r 


Actinobacteria; Actinobacteridae; Actin 


Sacc 


4211513 4211444 40 


1 RNA, partial sequence 
teridae; Actinomycetales; 
108 
16S ribosomal RNA, parti 


harothrix. 


4219160 4219091 40 
in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


108 


inobacteria; Actinobacteridae; 


4115405 4116807 Rhodococcus 


Corynebacterineae; 


gi| 219846068 
al sequence 


gi| 219846062 


Actinomycetales; 


Actinomycetales; 


ref|NR_025658. 


ref|NR_025652. 


Nocardiaceae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Actinomadura. 
4234319 4234250 40 


4238846 4238777 40 
ribosomal RNA, 


51300 51228 36 
All 16S ribosomal RNA, 


110336 110268 41 
RNA, partial sequence 


119667 119599 41 


Cellulosimicrobium. 
121168 121100 41 


ceae; 


131774 131702 36 
ribosomal RNA, 


134927 134859 41 


137873 137805 41 
osomal RNA, partial se 


139432 139364 41 
ibosomal RNA, partial 


140961 140893 41 
ibosomal RNA, partial 


74888 


Bacteria_16S 


145479 145411 41 


108 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


108 


complete sequence 


108 


complete sequence 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
NR_029297.1 


108 


gi| 219846046 |ref 


gi| 219846043 |ref 


NR_025636.1 
4232932 4234422 Mycobacterium 


Kribbella. 
Rhodococcus gordoniae 
gordoniae Bacteria; 
Rhodococcus. 

1| Saccharothrix 


4210162 4211590 Saccharothrix 
Pseudonocardineae; 


1| Actinomadura 


4217823 4219291 Actinomadura 
Streptosporangineae; 


Mycobacterium shottsii 
shottsii Bacteria; 


Mycobacteriaceae; Mycobacterium. 
NR_025633.1 


Actinomyces dentalis 


4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


gi| 265679030 
49907 


ref 
51436 


gi| 265678989 |ref 


NR_029338.1 


Desulfovibrio 


Desulfovibrio alaskensis 


Desulfovibrio. 
Kocuria varians strain 


108968 110448 Kocuria varians Bacteria; Actinobacteria; 


108 


108 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Bacteria_16S 


108 


complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysiogenes. 
Bacteria_16S 


108 


n NC 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


108 


quence 
omycetales; 


108 


sequence 
omycetales; 


108 


sequence 
omycetales; 


108 


strain 55134 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
NR_029291.1 
DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 


a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi| 265678983 |ref 


gi|265678982|ref 


gi|265678975 


ref 


gi| 265678973 |ref 


gi|265678971|ref 


NR_029290.1 
119823 121322 Cellulomonas 


NR_029283.1 
130392 131902 Chrysiogenes 


NR_029281.1 
133546 135015 Arthrobacter ureafaciens 


Micrococcineae; Micrococcaceae; 


NR_029279.1 


Cellulosimicrobium 
Cellulosimicrobium 


Cellulomonas uda 

uda Bacteria; 
Cellulomonas. 
Chrysiogenes arsenatis 
arsenatis Bacteria; 


Arthrobacter 


Oerskovia turbata 


136495 138004 Oerskovia turbata Bacteria; 


Micrococcineae; Cellulomonadaceae; 
NR_029278.1 

138055 139531 Sanguibacter 
Micrococcineae; Sanguibacteraceae; 
NR_029277.1 

139582 141058 Sanguibacter 
Micrococcineae; Sanguibacteraceae; 
NR_029274.1 


gi|265678970|ref 


gi| 265678969 |ref 


gi| 265678966 |ref 


Oerskovia. 
Sanguibacter suarezii 
suarezii Bacteria; 
Sanguibacter. 
Sanguibacter inulinus 
inulinus Bacteria; 
Sanguibacter. 
Jonesia denitrificans 


144082 145595 Jonesia denitrificans Bacteria; 


Micrococcineae; 


Jonesiaceae; 


Jonesia. 


74888 
helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 
74888 
epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 

74888 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
strain J233 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 


160746 160678 41 


163684 163616 41 


320522 320450 36 


strain DSB MGU 15-6 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actin 


74888 


Bacteria_16S 


Bacteria_16S 


349775 349707 41 


360040 359972 41 


strain YIM 70081 
Actinobacteria; A 
74888 
sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


Bacteria_16S 


16S ribosomal RNA, partial sequence 358665 36015 


ctinobacteridae; Actin 
361586 361518 41 
n YIM 70009 16S riboso 


ria; Actinobacteria; Actinobacteridae; 


74888 


XILO1 16S ribosomal RNA, 
Actinobacteridae; 


74888 


Bacteria_16S 


Bacteria_16S 


Actinomycetales; Micr 


378081 378013 41 
complete sequence 


390290 390222 41 


xiligouense strain XLG9A10.2 16S riboso 
ria; Actinobacteria; Actinobacteridae; 
Promicromonosporaceae; Myceligenerans. 


xiligouense Bacte 


74888 


xylanilytica stra 


Bacteria_16S 


397959 397891 41 


108 


; Actinobacteria; Actinobacteridae; Ac 


108 gi 


n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


108 gi 


gi 
SM 20419 16S ribosomal RNA, partial sequence 
tinomyceta 


in XIL11 16S ribosomal 


265678956 


265678954 
ales; 


265678847 


319228 32064 


ence 16233 


xylanilytica Bacteria; Actinobacteria; 


Cellulomonadaceae 
74888 
subsp. nitratus s 
Microbacteriaceae 
74888 
strain XILO8 16S 


Xylanibacterium. 
74888 


Bacteria_16S 
train IMET 11532, 
cerinus subsp. nitratus Bacteria; Actin 


Bacteria_16S 


Bacteria_16S 


; Cellulomonas. 
402622 402554 41 
16S 


; Agromyces. 


407255 407187 41 
ribosomal RNA, 


421173 421105 41 


complete sequence 
Actinobacteria; Actinobacteridae; Actin 


obacteria; Actin 


108 gi 


40 


omycetales; Micr 


108 gi 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 


antiquum Bacteria 
Brevibacterium. 
74888 
strain YIM 70085 


Actinobacteria; Actinobacteridae; Actin 
Bacteria_16S 
ain YIM70097 16S ribos 
xinjiangensis Bacteria; Actinobacteria; 
Micrococcaceae; Nesterenkonia. 

Bacteria_16S 
in YIM70084 16S riboso 
halotolerans Bacteria; Actinobacteria; 


74888 
xinjiangensis str 


74888 
halotolerans stra 


Nesterenkonia. 
74888 
J18 16S ribosomal 
Actinobacteridae; 
74888 
strain QH3A7 16S 


74888 Bacteria_1 
kerguelensis stra 


Arthrobacter. 
74888  Bacteria_1 
gangotriensis str 
gangotriensis Bac 


74888 Bacteria_1 


strain LV3 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actin 


in KGN15 16S ribosomal 
kerguelensis Bacteria; Actinobacteria; 


ain Lz1Y 16S ribosomal 
teria; Actinobacteria; 
Micrococcaceae; Arthrobacter. 


422712 422644 41 
16S ribosomal RNA, par 


427419 427351 41 


430506 430438 41 


467287 467219 41 
RNA, partial sequence 


Actinomycetales; Micrococcineae; Micrococcaceae; 
Bacteria_16S 


490316 490248 41 


6S 494969 494901 41 


6S 496474 496406 41 


6S 565254 565186 41 


complete sequence 


; Actinobacteria; Actinobacteridae; Ac 


108 gi 


108 gi 


108 


gi 


108 gi 


tial sequence 421328 42283 
omycetales; Micr 


108 gi|265678770|ref|NR_029075.1 

omal RNA, partial sequence 426041 427535 
Actinobacteridae; Actinomycetales; Microc 
108 gi|265678768|ref|NR_029073.1 

mal RNA, partial sequence 429128 430610 
Actinobacteridae; Actinomycetales; Microco 
108 gi|265678740|ref|NR_029045.1 
465880 467346 Rothia amarae Bacteri 

; Rothia. 
108 gi|265678725|ref|NR_029030.1 


488917 49045 
omycetales; Micrococcineae 


265678722 


RNA, partial sequence 
Actinobacteridae; 


Actinomy 


265678721 


RNA, partial sequence 
Actinobacterida 


265678676 


obacteridae; Actinomycetal 


e; Actinomycet 


ref|NR_029264.1 
les; 
ref |NR_029262.1 
cineae; 


ref|NR_029152.1 
0 Acholeplasma 


Yaniellaceae; 


; Jonesiaceae; J 
ref |NR_029027.1 

493586 495067 
cetales; Microco 


ref |NR_029026.1 
495118 496571 
ales; Microc 


159387 160848 


4 163815 Brevib 
Micrococ 


Pseudoclavibacter 
Pseudoclavibacter 


Micrococcineae; Microbacteriaceae; 


Brevibacterium 
acterium epidermidis 


Brevibacteriaceae; 


Acholeplasma palmae 


palmae Bacteria; 


eplasma. 

108 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
omycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

108 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 

4 Nesterenkonia lutea Bacteria; 
omycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

108 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
mal RNA, partial sequence 360205 361665 Nesterenkonia 

Actinomycetales; Micrococcineae; Micrococcaceae; 

108 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
ococcineae; Microbacteriaceae; Agromyces. 
108 gi|265678795|ref|NR_029100.1| Myceligenerans 
mal RNA, partial sequence 388894 390431 Myceligenerans 
Actinomycetales; Micrococcineae; 
108 gi|265678790|ref|NR_029095.1| Cellulomonas 
RNA, complete sequence 396579 398094 Cellulomonas 
Actinobacteridae; Actinomycetales; Micrococcineae; 
108 gi|265678787|ref|NR_029092.1| Agromyces cerinus 
ribosomal RNA, partial sequence 401266 402730 Agromyces 


es; Micrococcineae; 


265678784 |ref|NR_029089.1| Xylanibacterium ulmi 
5881 407393 Xylanibacterium ulmi Bacteria; 
ococcineae; Promicromonosporaceae; 
265678774|ref|NR_029079.1| Brevibacterium 
sequence 419777 421277 Brevibacterium 
tinomycetales; Micrococcineae; Brevibacteriaceae; 
265678773|ref|NR_029078.1| Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
ococcineae; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 


ccineae; Micrococcaceae; 


Rothia amarae strain 
a; Actinobacteria; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 

Arthrobacter 
Arthrobacter 

ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


ref|NR_028981.1 


Rhodoglobus vestalii 


563902 565327 Rhodoglobus vestalii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 


74888 
strain Muenster 2 


Bacteria; Actinobacteria; Actinobacteri 


74888 


Bacteria_16S 


631730 631662 41 
000 16S ribosomal RNA, 


108 gi 


637824 637756 41 108 


partial sequenc 
dae; Actinomycet 


strain HKI 0119 1 


74888 


strain CMS90 16S 


74888 


CMS 76or 16S ribo 
Actinobacteridae; 


74888 


strain W16 16S ri 


74888 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


somal RNA, partial seq 
Actinomycetales; Micr 


bosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actin 


EL-17a 16S ribosomal R 
acteria; Actinobacteri 


647161 647093 41 
seque 


648693 648625 41 


675679 675611 41 


equenc 


705748 705680 41 


708573 708505 41 


gi 


108 
nce 


gi 


omycetales; Micr 


108 gi 


ococcaceae; Kocuria. 
108 gi| 265678599 |ref|NR_028904.1 
e 674316 675810 Dermatophilus 


omycetales; Micr 


108 gi 


108 gi 


strain 216 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Luteococcus. 
74888 
VKM Ac-1800 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


74888 
cellulosilytica s 
cellulosilytica B 
Promicromonospora 
74888 
strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 
74888 
strain VKM Ac-180 


Actinobacteria; Actinobacteridae; Actin 
Bacteria_16S 


74888 
VKM Ac-1401 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


74888 
strain 14 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


74888 
sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 

74888 
CMS 76r 16S ribos 
Actinobacteridae; 
74888 
strain Cal06 16S 


74888 
strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 

74888 
strain Se-3111 16 


74888 
variabilis strain 
Bacteria; Actinob 
Isoptericola. 
74888 
hartmannellae str 
hartmannellae Bac 
74888 
NS12 16S ribosoma 
Sphingobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 


756644 756576 41 108 
ibosomal RNA, partial sequence 


gi 


782738 782670 41 108 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 
886089 886021 41 
9 16S ribosomal RNA, p 
acteria; Actinobacteri 


108 gi 
artial sequence 


887625 887557 41 
4 16S ribosomal RNA, p 


108 gi 
artial sequence 


912185 912117 41 108 
ibosomal RNA, partial sequence 


gi 


1102970 1102902 41 
osomal RNA, partial sequence 


108 gi 


1133338 1133270 41 
CF63 16 
acteria; 


108 gi 


Actinobacteridae; Actinomycet 


1139403 1139335 41 
omal RNA, 


108 gi 


1218050 1217982 41 
ribosomal RNA, partial 


108 
sequence 


gi 


1219484 1219416 41 
16S ribosomal RNA, pa 
acteria; Actinobacteri 


108 gi 
rtial sequence 
dae; Actinomycet 


1222522 1222454 41 108 
S ribosomal RNA, partial sequence 


gi 


1227070 1227002 41 108 gi 


acteria; Actinobacteridae; Actinomycet 


1248338 1248290 30 78 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1249842 1249774 41 108 gi 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 


74888 
strain NCIMB 7030 


Bacteria_16S 


1299286 1299218 41 108 gi 
55 16S ribosomal RNA, partial sequence 


Prop 


Micr 


dae; Actinomycet 


omycetales; Micr 


Micr 


S ribosomal RNA, partial sequence 


MX5 16S ribosomal RNA, partial sequence 


265678630 
e 63034 
ales; 
265678626 


ial sequence 636453 63793 
omycetales; Micr 


265678620 


645783 64725 
ococcineae 


265678619 


uence 647310 648789 Kocur 
ococcineae; Micr 


265678579 


NA, partial sequence 70441 
dae; Actinomycet 


ales; 


265678577 


707255 70861 
ionibacter 


265678542 


755262 75674 
ococcineae 


265678524 
sequence 
dae; 


265678454 
88470 


ales; 


265678453 
88624 


265678437 


910794 91228 
ococcineae; 


265678308 


1101592 11031 
Micr 


253680768 
11319 
ales; 


253680764 


complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 
Bacteria_16S 


219878473 


1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Bacteria_16S 


219878368 
12181 
ales; 


219878356 


1221167 12226 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Bacteria_16S 


219878300 
12257 
ales; 
219857449 
equence 
hlamydiace 
219857416 


1248510 1249867 Runel 


Runella. 
219846893 
12979 


Micrococ 


ref |NR_028935.1| Kytococcus schroeteri 
9 631823 Kytococcus schroeteri 
cineae; Dermacoccaceae; Kytococcus. 


ref Knoellia sinensis 


ococcineae; 


Prop 


NR_028931.1 


Intrasporangia 
ref |NR_028925.1 
9 Arthrobacter 
; Micrococcaceae 
ref |NR_028924.1 
ia polaris Bacte 


De 
ref 


rmatophilace 
NR_028884.1 
ionibacterineae; 


ref|NR_028882.1 


1 Knoellia sinensis Bacteria; 
ococcineae; 


ceae; Knoellia. 
Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 
Kocuria polaris strain 
ria; Actinobacteria; 


Dermatophilus chelonae 
chelonae Bacteria; 
ae; Dermatophilus. 
Friedmanniella 


6 705838 Friedmanniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


Actinomyc 


Micrococ 


ococcineae; 


ococcineae; 


Micrococ 


occineae; 


Prop 


occineae; 


Micrococ 


7 Luteococcus peritonei Bacteria; 
ineae; Propionibacteriaceae; 


ref|NR_028846.1| Agromyces albus strain 
7 Agromyces albus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_028828.1| Xylanimonas 

781358 782875 Xylanimonas 
etales; Micrococcineae; 


ref|NR_028756.1| Rathayibacter caricis 
1 886196 Rathayibacter caricis 
cineae; Microbacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 


ref|NR_028755.1 
7 887732 Agreia 
Microbacteriaceae; Agreia. 
ref|NR_028739.1| Leifsonia poae strain 
1 Leifsonia poae Bacteria; 
Microbacteriaceae; Leifsonia. 
ref|NR_028610.1| Agromyces rhizospherae 
01 Agromyces rhizospherae Bacteria; 
Microbacteriaceae; Agromyces. 
ref|NR_028016.1| Brevibacterium 

55 1133449 Brevibacterium sanguinis 
cineae; Brevibacteriaceae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


ref 
onia 


NR_028012.1 
rubra Bacte 
eae; Leifsonia. 
ref|NR_025612.1| Arthrobacter bergerei 
48 Arthrobacter bergerei Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_025507.1| Luteococcus sanguinis 
99 1219566 Luteococcus sanguinis 
ionibacterineae; Propionibacteriaceae; 


ref|NR_025495.1| Salana multivorans 
13 Salana multivorans Bacteria; 
Beutenbergiaceae; Salana. 
ref|NR_025439.1| Isoptericola 

22 1227193 Isoptericola variabilis 
cineae; Promicromonosporaceae; 


ref |NR_025037.1 
1246931 124845 
Neochlamydi 
NR_025004.1 
eae Bacteria; 


Neochlamydia 
9 Neochlamydia 
ae; 
ref 
la z 


o@ 


Runella zeae strain 
Bacteroidetes; 


ref|NR_026485.1| Brevibacterium avium 
19 1299312 Brevibacterium avium Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 


74888 
faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 
74888  Bacteria_16S 
DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 
74888  Bacteria_16S 
cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 
74888 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 

74888 Bacteria_16S 1432919 1432847 3 
ferrooxidans stra 
Bacteria; Nitrosp 
74888  Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 

74888 Bacteria_16S 1461680 1461612 4 
strain CCM 132 16 


Bacteria_16S 1346752 1346684 4 


1349824 1349756 4 


1402471 1402403 4 
33 16S ribosomal RNA, 


v 
Bacteria_16S 


Leifsonia. 
1422031 1421963 4 


1454263 1454195 4 


74888  Bacteria_16S 
strain DSM 20127 


1502535 1502467 4 
16S ribosomal RNA, 


74888 #Bacteria_16S 


2782 Bacteria; 
74888 #Bacteria_16S 


Firmicutes; Clostridia; 
1604147 1604079 4 


picturae strain LMG 22061 16S ribosomal 
picturae Bacteria; Actinobacteria; Acti 


Brevibacterium. 
74888  Bacteria_16S 
strain DSM 12798 


74888 
arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 
74888  Bacteria_16S 
antarcticus strai 
antarcticus Bacte 
Algoriphagus. 
74888  Bacteria_16S 
strain LMG 21970 
Bacteroidetes; Sp 
74888  Bacteria_16S 
aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 
74888  Bacteria_16S 
winogradskyi strain LMG 21969 16S ribos 
winogradskyi Bacteria; Bacteroidetes; S 
Algoriphagus. 
74888 #Bacteria_16S 
strain BA134 16S 
Bacteroidetes; Sp 
74888  Bacteria_16S 
bolidensis strain CCUG 47306 16S riboso 
bolidensis Bacteria; Actinobacteria; Ac 
Intrasporangiaceae; Arsenicicoccus. 
74888  Bacteria_16S 
sacelli strain LMG 20345 16S ribosomal 
sacelli Bacteria; Actinobacteria; Actin 
Brachybacterium. 
74888  Bacteria_16S 


Bacteria_16S 


eria; Actinobacteria; 


ria; Bacteroidetes; 


hingobacteria; 


ria; Bacteroidetes; 


ribosomal RNA, partial 
hingobacteria; Sphingo 


M 4810 16S ribosomal R 
tinobacteria; Actinoba 


osomal RNA, partial se 
acteria; Actinobacteri 


ia; Actinobacteria; Ac 


strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 


strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
1577939 1577867 34 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequ 


1605684 1605616 41 
16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
1607225 1607157 41 
in Rel17 16S ribosomal 


1617660 1617592 41 
n LMG 21980 16S riboso 


Sp 
1619183 1619115 41 
16S ribosomal RNA, par 
Sphingo 
1620706 1620638 41 
n LMG 21971 16S riboso: 


Sp 


1622229 1622161 41 


1625260 1625192 41 


1626734 1626666 41 


1760962 1760894 41 


1762483 1762415 41 


108 gi 
NA, partial sequ 
cteridae; Actino 


1 108 gi 
quence 
dae; Actinomycet 
1 108 gi 
partial sequence 


tinobacteridae; 


108 gi 


1 


6 108 gi 


1 108 gi 


1 


1 108 gi 


1 108 gi 


106 gi 
Clostridiales; C 

108 gi 
RNA, partial se 
nobacteridae; Ac 


108 gi 
omycetales; Micr 

108 gi 
RNA, partial se 
Actinobacteridae 


v 


108 gi 
mal RNA, partial 
hingobacteria; S 
108 gi 
bacteriales; Cyc 
108 gi 
mal RNA, partial 
hingobacteria; S 


s 


108 gi 
omal RNA, partia 
phingobacteria; 


1 
Sp 


108 
sequence 
bacteriales; Cyc 
108 gi 
mal RNA, partial 
tinobacteridae; 


gi 
lo 


s 
Ac 


108 gi 
RNA, partial seq 
obacteridae; Act 


ue 
in 


ridae; 


ridae; 


oc 


ph 


228720938 
ence 13453 
mycetales; 


228720600 
1348448 13499 
ales; 


228715351 
14011 
Actinomyce 


224581444 
ence 
Act 


sequ 


224581434 
ence 1 
eptosp 
224581418 
ence 
Act 


sequ 


224581412 
1460297 14618 
ococcineae 
219846604 


15011 


ce 15765 


ence 


219878474 
tial sequence 1604315 16058 
oc 
219878472 
qu 


ence 


219878465 
s 
ph 


equence 


219878464 
tial sequence 1617815 16192 
lo 
219878463 


bacteria 


equence 
ingobact 


219878462 


sequence 
hingobac 


219878460 
1623889 16253 


bacteria 


219878459 


equence 
tinomyce 


219878365 


nce 
omycetal 


108 gi 


219878364 


fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 


Brachybacterium. 


Micr 


4315 
iril 


occineae 
219846510 
en 
lostridiac 
219878475 
qu 


tinomyceta 


Actinomy 


ingobact 


ref 


ref 


ref 


ref 


ref 


lum. 
ref 


ref 


7 Mi 
ref 


7 Mi 
ref 


eae; 
ref 


les; 
ref 


7 Mi 
ref 


ceta 
ref 
eria 
ref 


ceae 
ref 


eria 
ref 
teri 
ref 


ceae 
ref 


tale 
ref 


es; 


82 1346861 Brach 
Mic 


42 Sanguibacter 
ococ 


11 1402554 Leifs 
tale 


1420664 14221 
inomycetales; M 


17 1433000 Lepto 


1452894 14543 
inomycetales; M 


62 1502633 Sinomo 


77 1578067 Clost 


1602772 16042 


05 Arthrobacter 
occineae; 


1605856 16073 


1616292 16177 


87 Algoriphagus 


1619338 162081 


1620861 162233 


1625384 16268 


1759669 17610 
Micrococcin 


NR_027599.1 


rococcineae; 


NR_027595.1 
cineae; San 
NR_027523.1 
Micrococ 


Ss; 


NR_027226.1 
6 


NR_027216.1 
s 


NR_027199.1 
8 


NR_027193.1 


crococcaceae 
NR_026196.1 


crococcaceae 
NR_026102.1 
xr 

Clostridiu 
NR_025614.1 
6 
Micrococcin 
NR_025613.1 


crococcaceae 
NR_025611.1 
1 
les; Microco 
NR_025604.1 
6 
a 


les; Cyclob 


NR_025603.1 


; Algoriphag 
NR_025602.1 


les; Cycloba 


NR_025601.1 


ales; Cyclob 


NR_025599.1 
; Belliella 
NR_025598.1 
5 
c 


s; Micrococ 
NR_025504.1 
7 
e 


ref 


Y. 


Oo 
c 


i 


i 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 
g 


uibacteraceae; 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Leptospirillum 
pirillum ferrooxidans 


Arthrobacter 
1 Arthrobacter 


crococcineae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Clostridium 

idium papyrosolvens DSM 


, 


m. 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Arthrobacter mysorens 


mysorens Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


NR_025503.1 


Brachybacterium 


1761124 1762594 Brachybacterium 


74888  Bacteria_16S 1764005 1763937 41 


Dermabacteraceae; Brachybacterium. 
74888  Bacteria_16S 1782043 1781975 41 


strain 4-0 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


74888  Bacteria_16S 1800090 1800022 41 108 gi|219878336|ref|NR_025475.1 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 180016 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

74888 Bacteria_16S 1806280 1806212 41 108 gi|219878332|ref|NR_025471.1 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 180639 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Cellulomonadaceae; Oerskovia. 

74888  Bacteria_16S 1807818 1807750 41 108 gi|219878331|ref|NR_025470.1 


strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


74888 Bacteria_16S 1812400 1812332 41 


74888 Bacteria_16S 1820077 1820009 41 


74888  Bacteria_16S 1821609 1821541 41 


Curtobacterium. 


74888  Bacteria_16S 1823135 1823067 41 


74888  Bacteria_16S 1835267 1835199 41 
molinativorax Bacteria; Actinobacteria; 
Microbacteriaceae; Gulosibacter. 


74888  Bacteria_16S 1874912 1874844 41 


Arthrobacter. 
74888  Bacteria_16S 1958441 1958373 41 
strain CF-25 16S ribosomal RNA, partial 


74888  Bacteria_16S 1959997 1959929 41 
strain CF-43 16S ribosomal RNA, partial 


74888 Bacteria_16S 2036118 2036050 41 


74888 Bacteria_16S 2066875 2066807 41 


74888 Bacteria_16S 2077617 2077549 41 


propionicum strain DSM 43307 16S ribosomal RNA, partial 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 
74888 Bacteria_16S 2079178 2079110 41 


granulosum strain DSM 20700 16S ribosomal RNA, partial 


sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


108 gi| 219878363 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 


108 gi| 219878349 
1780670 17821 


108 gi| 219878321 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


108 gi| 219878285 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


108 gi|219878223 
1957067 19585 


al 

108 gi| 219878138 
s 

108 gi| 219878137 
se 


granulosum Bacteria; Actinobacteria; Actinobacteridae; Ac 


Propionibacteriaceae; Propionibacterium. 
74888 Bacteria_16S 2080730 2080662 41 


108 gi| 219878136 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial s 


lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionimicrobium. 
74888  Bacteria_16S 2082287 2082219 41 


108 gi| 219878135 


avidum strain DSM 4901 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Propionibacterium. 
74888  Bacteria_16S 


2109647 2109575 34 


106 gi| 219873437 
strain P-1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 


artial seq 
ridae; Act 


oc 


ib 


oc 


ue 
ti 


oc 


ue 
Actinobacteridae; 


s 


Actinomyce 


347 
oc 


ce 655 


Actino: 


20809 
Propioni 


ref 


ref 


ref 


osomal RNA, 


bacterium. 
108 gi| 219878323 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ref 


occineae; Mi 
108 gi| 219878322 
herbarum strain P 420/07 16S ribosomal RNA, partial seq 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Ac 


ref 


nomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


uence 
inomycetales; M 


1820242 182172 
Micrococcin 


1833888 183531 
Actinomycet 


1873541 187493 
tale 


65 Arthrobacter 
occineae; Mi 
108 gi| 219878222 
1958616 1960116 Arthrobacter 
occineae; Mi 
108 gi|219878171 
strain CCUG 35957 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


53 2036233 Rothia 
eae; Mi 
108 gi| 219878146 
antarcticus strain T2 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


12 2067008 Microc 
icrococ 


2076251 207775 
mycetal 


2077807 207932 
tinomycetale 


2079371 208087 
omyceta 


NR_025502.1 


NR_025488.1 


NR_025467.1 


NR_025462.1 


NR_025461.1 


NR_025460.1 


NR_025451.1 
ales; Microc 
NR_025424.1 
s; Micrococc 
NR_025362.1 


crococcaceae 
NR_025361.1 


crococcaceae 
NR_025310.1 


crococcaceae 
NR_025285.1 


cineae; Micr 
NR_025277.1 


es; Propioni 
NR_025276.1 
s; Propionib 
NR_025275.1 


les; Propion 


ref 


ref 


23 2082426 Propio 
bacterineae; 


NR_025274.1 


176264 


partial sequ 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Brachybacterium 
5 1764116 Brachybacterium 


icrococcineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
ococcineae; Micrococcaceae; Citricoccus. 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
occineae; Cellulomonadac 
108 gi| 219878328 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S r 

Curtobacterium flaccumfaciens pv. 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curto 


eae; Oerskovia. 
Curtobacterium 
ence 1811040 1812516 


Plantibacter flavus 


91 Plantibacter flavus Bacteria; 
crobacteriac 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 
occineae; Microbacteriac 
108 gi| 219878312 
molinativorax strain ON4 16S ribosomal RNA, partial seq 


eae; Agreia. 
Gulosibacter 
7 Gulosibacter 
occineae; 


Arthrobacter 
6 Arthrobacter 


ineae; Micrococcaceae; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 
Rothia nasimurium 
nasimurium Bacteria; 
; Rothia. 

Micrococcus 


occus antarcticus 
ococcaceae; Micrococcus. 


Propionibacterium 
6 Propionibacterium 


bacterineae; 


Propionibacterium 


0 Propionibacterium 
acterineae; 


Propionimicrobium 


2 Propionimicrobium 
ibacterineae; 


Propionibacterium 


nibacterium avidum 


Propionibacteriaceae; 


Clostridium aldrichii 


NR_026099.2 


2108290 2109771 Clostridium aldrichii Bacteria; 
Clostridium. 


74888  Bacteria_16S 2205071 2204991 29 


108 


strain 486 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
74888 #Bacteria_16S 
strain BbT2g 16S 
Tenericutes; Moll 
74888 #Bacteria_16S 
strain YIM 21741 


2215623 2215543 29 
ribosomal RNA, partial 


2229253 2229185 41 


74888  Bacteria_16S 
strain 852 16S ri 
Tenericutes; Moll 
74888  Bacteria_16S 
sulfonivorans strain ALL 16S ribosomal 


2281325 2281245 29 


sulfonivorans Bacteria; Actinobacteria; 
Micrococcaceae; Arthrobacter. 

74888  Bacteria_16S 
methylotrophus strain TGA 16S ribosomal 
methylotrophus Bacteria; Actinobacteria; 
Micrococcaceae; Arthrobacter. 
74888  Bacteria_16S 2358321 2358253 41 
strain ATCC 49929 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacteri 
Propioniferax. 
74888  Bacteria_16S 
australiense stra 
australiense Bacteria; Actinobacteria; 
Propionibacteriaceae; Propionibacterium. 
74888 Bacteria_16S 2361362 2361294 41 
strain K265 16S ribosomal RNA, partial 


2359837 2359769 41 


74888  Bacteria_16S 
strain K300 16S r 


2362881 2362813 41 


74888 Bacteria_16S 2369011 2368931 29 


spermatophilum st 


74888  Bacteria_16S 
strain HRC292 16S 
Tenericutes; Moll 
74888  Bacteria_16S 
strain MH5408 16S 
Tenericutes; Moll 
74888  Bacteria_16S 
strain PG15 16S r 
Tenericutes; Moll 
74888 #Bacteria_16S 
strain R171 16S r 
Tenericutes; Moll 
74888  Bacteria_16S 
strain PG30 16S r 
Tenericutes; Moll 
74888  Bacteria_16S 
strain MMP-1 16S 
Tenericutes; Moll 
74888 #Bacteria_16S 
columbinasale str 


2370493 2370413 29 


2372004 2371924 29 


2373513 2373433 29 


2375019 2374939 29 


2376529 2376449 29 


2378043 2377963 29 


ribosomal RNA, partial 


2379551 2379471 29 


icutes; Mycoplasmataceae; Mycoplasma. 


108 
sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


108 


108 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi| 219857596 
2203720 22051 


gi|219857589 
2214274 22157 


gi|219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


gi| 219857546 
2279959 22814 


RNA, partial sequence 


Actinobacteridae; 


108 


rtial sequence 
dae; Actinomycet 


108 


in LCDC-98A072 16S ribosomal RNA, part 
Actinobacteridae; 


108 


sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


108 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


108 


rain AH159 16S ribosomal RNA, partial 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycop 


108 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


108 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


108 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


108 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


108 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


108 
sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


108 


219857489 
23569 


gi 


occineae; Microbacteriac 


Actinomycetales; 


ref|NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025168.1| Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 

eae; Agromyces. 
ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


2347669 2347601 41 108 gi| 219857496 |ref|NR_025084.1| Arthrobacter 
RNA, partial sequence 2346319 2347775 Arthrobacter 
Actinobacteridae; Actinomycetales; Micrococcineae; 

2349178 2349110 41 108 gi|219857495|ref|NR_025083.1| Arthrobacter 


2347826 2349284 Arthrobacter 
Micrococcineae; 


ref|NR_025077.1| Propioniferax innocua 
68 2358432 Propioniferax innocua 


ales; Propionibacterineae; Propionibacteriaceae; 
gi|219857488|ref|NR_025076.1| Propionibacterium 
ial sequence 2358483 2359951 Propionibacterium 


gi|219857487 
2360002 23614 
Microc 
gi|219857486 
2361525 23629 


Micrococcineae; 


219857481 
sequence 


gi 
gi|219857480 
2369126 23705 


gi| 219857479 
2370638 23720 


gi| 219857478 
2372144 23736 


gi|219857477 
2373653 23751 


gi| 219857476 
2375159 23766 


gi] 219857475 
2376676 23781 


219857474 
nce 


gi 


Actinomyceta 


occineae; 


lasmataceae; 


les; Propionibacterineae; 
ref|NR_025075.1| Subtercola frigoramans 
74 Subtercola frigoramans Bacteria; 
Microbacteriaceae; Subtercola. 
ref|NR_025074.1| Subtercola boreus 
91 Subtercola boreus Bacteria; 
Microbacteriaceae; Subtercola. 
ref|NR_025069.1| Mycoplasma 

2367647 2369075 Mycoplasma 
Mycoplasma. 
ref|NR_025068.1| Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1] Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 

ref|NR_025062.1| Mycoplasma 
2378183 237964 


ain 694 16S ribosomal RNA, partial seque 


0 Mycoplasma 


columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

74888 Bacteria_16S 2381057 2380977 29 108 gi|219857473|ref|NR_025061.1| Mycoplasma caviae 
strain G122 16S ribosomal RNA, partial sequence 2379691 2381146 Mycoplasma caviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

74888 #Bacteria_16S 2455692 2455624 41 108 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

74888 Bacteria_16S 2494765 2494697 41 108 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

74888  Bacteria_16S 2514447 2514379 41 108 gi|219857368|ref|NR_024956.1| Xylanimicrobium 


pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanimicrobium. 


2513094 2514560 Xylanimicrobium pachnodae 


74888  Bacteria_16S 
chlorophenolicus 
chlorophenolicus 


74888 
capsulata strain 


Bacteria_16S 


Nocardioidaceae; 


74888  Bacteria_16S 


bendigoensis strain Benl06 16S ribosoma 
bendigoensis Bacteria; 


Propionibacteriaceae; 
74888 #Bacteria_16S 


strain ACAM 81 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; 


74888 #Bacteria_16S 


straminisolvens strain CSK1 16S ribosomal RNA, partial 
straminisolvens Bacteria; 


74888 #Bacteria_16S 
agariperforans strain 


agariperforans Bacteria; 


Reichenbachiella. 
74888  Bacteria_16S 


fritillariae strain VKM Ac-2059 16S rib 


fritillariae Bacteria; 
Microbacteriaceae; 


74888  Bacteria_16S 


strain DSM 5069 16S ribosomal RNA, part 


Bacteria; Thermotogae; 
74888  Bacteria_16S 
strain IFO 16238 


74888  Bacteria_16S 
strain IFO 16235 


74888  Bacteria_16S 
strain CM-10 16S 


74888  Bacteria_16S 
strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actin 


74888  Bacteria_16S 


tolaasinivorans strain CM-05 16S riboso 


Ben 108 16S ribosomal 
capsulata Bacteria; Actinobacteria; Act 
Friedmanniella. 


Flavobacteria; 


Okibacterium. 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


2517475 2517407 41 


strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacter 
Micrococcaceae; Arthrobacter. 


2535679 2535611 41 


2627173 2627105 41 


Actinobacteria; 
Tessaracoccus. 
2633201 2633133 41 


2683182 2683110 34 


Firmicutes; 
2759455 2759387 41 


KMM 3525 16S ribosomal RNA, partial 
Sphingobacteria; 


Bacteroidetes; 
2785039 2784971 41 
Actinobacteria; 


2791162 2791094 41 


2839341 2839273 41 


2840901 2840833 41 


2894912 2894844 41 


tolaasinivorans Bacteria; Actinobacteria; 


Microbacteriaceae; 
74888  Bacteria_16S 
strain IAM 14848 


74888 #Bacteria_16S 
strain IFO 15616 


74888 #Bacteria_16S 
strain IFO 16068 


74888  Bacteria_16S 


phosphovorus strain NM-1 16S ribosomal 


phosphovorus Bacteria; 
Propionibacteriaceae; 
74888  Bacteria_16S 
antarctica strain AA-1 


antarctica Bacteria; Actinobacteria; Ac 


Mycetocola. 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


2900907 2900839 41 


2903976 2903908 41 


2955532 2955464 41 


2969168 2969100 41 


Actinobacteria; 
Microlunatus. 

2970696 2970628 41 
042 16S ribosomal 


ia; Actinobacteridae; 


Clostridia; 


ial sequence 2789778 27912 
Thermotogales; Thermotogaceae; Thermotoga. 


tial sequence 2837959 28394 
omycetales; Micrococcineae; 


tial sequence 2839520 28410 
omycetales; Micrococcineae; 


sequence 
omycetales; 


mal RNA, partial sequence 
Actinobacteridae; 


tial sequence 2899524 29010 
omycetales; Micrococcineae; 


tial sequence 2902597 29040 
omycetales; Micrococcineae; 


tial sequence 2954180 29556 
omycetales; 


RNA, partial sequence 


Actinobacteridae; 


RNA, partial sequence 
tinobacteridae; 


108 219857366|ref 


sequence 2 


gi 


108 gi|]219857354|ref 


RNA, partial sequence 2 
inobacteridae; Actinomycetales; Propionibacterineae; 


108 gi|219857247|ref 


1 RNA, partial sequence 2 
Actinobacteridae; 


108 gi|219857237|ref 


Actinomycetales; 


NR_024954.1 


NR_024942.1 


NR_024877.1 


NR_024865.1 


Arthrobacter 


516115 2517560 Arthrobacter 
Micrococcineae; 


Friedmanniella 


534307 2535783 Friedmanniella 


Tessaracoccus 


625807 2627271 Tessaracoccus 
Actinomycetales; Propionibacterineae; 


Flavobacterium xanthum 


2631843 2633296 Flavobacterium xanthum Bacteria; 


Flavobacteriaceae; Flavobacterium. 
106 gi|219857201|ref|NR_024829.1| Clostridium 
sequence 2681812 2683258 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
108 gi|219857147|ref|NR_024775.1| Reichenbachiella 


sequence 2 


108 gi|219857127|ref 


osomal RNA, partial sequence 2 
Actinobacteridae; 


108 gi|219857123|ref 


108 gi|219856898|ref 


108 gi| 219856897 |ref 


108 gi|219856860|ref 


Micrococcineae; 


108 gi|219856856|ref 


108 gi| 219856854 |ref 


108 gi|219856820|ref 


Corynebacterineae; 


108 gi| 219846945 |ref 


108 gi| 219846944 |ref 


Sphingobacteriales; 


Actinomycetales; 


2896542 289798 
Actinomycetales; 


2967820 296928 
Actinomycetales; Propion 


2969338 297081 
Actinomycetales; Propionib 


NR_024755.1 


NR_024751.1 


NR_024717.1 


NR_024716.1 


NR_024679.1 


NR_024675.1 


NR_024673.1 


NR_024639.1 


Gordoniacea 
NR_026537.1 


NR_026536.1 


758107 2759505 Reichenbachiella 
Flammeovirgaceae; 


Okibacterium 


783663 2785168 Okibacterium 
Micrococcineae; 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 
Microbacteriaceae; 


Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Mycetocola lacteus 


2893553 2894997 Mycetocola lacteus Bacteria; 
Microbacteriac 


eae; Mycetocola. 
Mycetocola saprophilus 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 


2896407 2896339 41 108 gi|219856859|ref|NR_024678.1 
ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 

omycetales; Micrococcineae; Microbacteriac 

2897901 2897833 41 108 gi|219856858|ref|NR_024677.1 


Micrococcineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 
Microbacteriac 


eae; Pseudoclavibacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 
Microbacteriac 


eae; Pseudoclavibacter. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 

Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Frigoribacterium faeni 


eae; Frigoribacterium. 


Nocardioidaceae; Friedmanniella. 

74888  Bacteria_16S 3007346 3007278 41 108 gi|219846919|ref|NR_026511.1 

strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 

74888  Bacteria_16S 3045192 3045124 41 108 gi| 219846892 |ref|NR_026484.1 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Rarobacteraceae; Rarob 
74888  Bacteria_16S 


hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 


hortensis Bacteria; 


Intrasporangiaceae; Or 


acter. 
3046724 3046656 41 


nithinicoccus. 


108 gi| 219846891 |ref 


3043846 304530 


Microco 


Rarobacter 
9 Rarobacter 
ccineae; 


NR_026483.1 


Ornithinicoccus 


3045360 3046851 Ornithinicoccus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


74888  Bacteria_16S 
strain TA68 16S r 


Actinobacteria; Actinobacteridae; Actin 


74888  Bacteria_16S 
strain TAGA27 16S 


74888  Bacteria_16S 
strain F98.3HR69 


74888  Bacteria_16S 
strain HK1 0089 1 


74888  Bacteria_16S 
strain DSM 44267 


74888  Bacteria_16S 
strain DSM 11140 


74888 Bacteria_16S 
acanthamoebae str 
acanthamoebae Bac 
74888 #Bacteria_16S 
vietnamensis stra 
vietnamensis Bacteria; 
Desulfovibrio. 
74888 Bacteria_16S 
vinaceum strain D 
vinaceum Bacteria; 
Micromonosporaceae; 
74888 #Bacteria_16S 
roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 
74888 Bacteria_16S 


ribosomal RNA, partia 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


43916 16S ribosomal R 
acteria; Actinobacteri 


3099499 3099431 41 


3133942 3133874 41 


3153600 3153532 41 


3226510 3226442 41 


3234122 3234074 30 


ain Bn9 16S ribosomal RNA, 
teria; Chlamydiae; Chlamydiales; Parac 


3314428 3314356 36 


Proteobacteria; 


3325089 3325021 41 


3326616 3326548 41 


3328137 3328069 41 


1 sequence 
omycetales; Microc 


108 


108 


108 


108 


78 


108 


108 


108 


108 


3093562 30950 
occineae; 


gi 


gi 


gi 


gi 


gi 


gi 


in G3 100 16S ribosomal RNA, partial s 
Deltaproteobacte 


gi 


gi 


gi 


219846856 


tial sequence 3098122 30995 
omycetales; Microc 


219846833 


ial sequence 3132587 31340 
omycetales; Microc 


219846820 


tial sequence 3152235 31537 
omycetales; Microc 


219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846765 


complete sequence 


hl 
219846711 
equence 

ria; 


219846702 


SM 43823 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 
Dactylosporangium. 


tL 


219846701 


NA, partial sequence 33252 
dae; Actinomycet 


ales; 


219846700 


occineae 


occineae; 


occineae; 


occineae; 


amydiace 


Desul 


nomyceta 


Micromonosporineae; 


Mi 
ref|NR_026448.1 
44 Arthrobacter 


ref |NR_026425.1 


7 De 
ref|NR_026412.1 
Intrasporangi 
ref|NR_026362.1 
Intrasporangi 
ref |NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref|NR_026303.1 

3313036 331453 
fovibrionales; 


ref|NR_026294.1 
3323723 332519 


les; Micromonos 


ref |NR_026293.1 
49 3326720 Dactyl 


ref|NR_026292.1 


rmacoccaceae; 


3093400 3093332 41 108 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
ibosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
omycetales; Micrococcineae; Micrococcaceae; Kocuria. 
3094917 3094849 41 108 gi|219846859|ref|NR_026451.1| Kocuria palustris 


28 Kocuria palustris Bacteria; 
crococcaceae; 


Kocuria. 
Arthrobacter rhombi 


rhombi Bacteria; 
; Micrococcaceae 


; Arthrobacter. 
Demetria terragena 


43 Demetria terragena Bacteria; 


Demetria. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
aceae; 


Terracoccus. 
Janibacter limosus 


21 Janibacter limosus Bacteria; 
aceae; 


Janibacter. 
Parachlamydia 
7 Parachlamydia 
a. 
Desulfovibrio 
8 Desulfovibrio 


Desulfovibrionaceae; 


Dactylosporangium 
8 Dactylosporangium 


porineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


ain DSM 43810 16S ribo 
teria; Actinobacteria; 
e; Dactylosporangium. 


somal RNA, partial 
Actinobacteridae; 


sequence 3326771 33282 
Actinomycetales; Micro 


74888  Bacteria_16S 
strain DSM 43040 


74888  Bacteria_16S 


thailandense DSM 43158 16S ribosomal RN 
Bacteria; Actinobacteria; Actinobacteri 


Dactylosporangium. 
74888  Bacteria_16S 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


3331185 3331117 41 


3343269 3343201 41 


3344789 3344721 41 


108 


108 


108 


gi 


gi 


A, partial sequenc 
dae; Actinomycet 


gi 


219846698 


tial sequence 3329815 33312 
omycetales; Micr 


219846689 
e 33419 
ales; 


219846688 


omonosporineae Hi 


Micromonosporineae; 


ref|NR_026290.1 


Micromonos 


ref |NR_026281.1 
03 3343371 Dactyl 


ref|NR_026280.1 


39 Dactylosporangium 
monosporineae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Dactylosporangium 


Micromonosporaceae; 


Micromonospora 


osporangium thailandense 


inositola DSM 43819 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteri 


Micromonospora. 
74888 
aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 
74888 
halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 

74888 
coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


813 16S ribosomal RNA, 
acteria; Actinobacteri 


acteria; Actinobacteri 


3 16S ribosomal RNA, p 
acteria; Actinobacteri 


74888 
tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 
74888 
strain DSM 7083 1 


Bacteria_16S 


Bacteria_16S 


rain CNRZ 926 16S ribo 
cteria; Actinobacteria 
Brachybacterium. 


6S ribosomal RNA, part 


Actinobacteria; Actinobacteridae; Actin 


74888 
nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


Bacteria_16S 


ain DSM 9573 16S ribos 
teria; Actinobacteria; 
Brachybacterium. 


74888 


Bacteria_16S 


3346317 3346249 41 


3347843 3347775 41 


3171 16S ribosomal RNA, partial sequence 


3349369 3349301 41 


3355513 3355445 41 


3357072 3357004 41 


3358636 3358568 41 


3360200 3360132 41 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 


partial sequence 
dae; Actinomycetal 

108 gi 
partial sequenc 
dae; Actinomycet 


e 
al 


108 gi 


dae; Actinomycetal 
108 gi 
artial sequence 
dae; Actinomycetal 
108 gi 
somal RNA, complet 
; Actinobacteridae 

108 gi 
omycetales; Microc 
108 gi 
omal RNA, partial 
Actinobacteridae; 


e 


219846687 


e 


219846686 


e 


219846685 


e 


219846680 


e 


’ 


219846679 
ial sequence 3355696 33572 


fo} 


219846678 


s 


108 gi 


219846677 


3343422 3344899 Micro 
s; Micromonosporineae; 
ref 

3344950 3346425 Micro 
Ss; Micromonosporineae; 
ref 

3346476 3347951 Micro 
Ss; Micromonosporineae; 
ref 

3348002 3349477 Micro 
Ss; Micromonosporineae; 
ref 
sequence 3354134 33556 
Actinomycetales; Micr 


ref 
ccineae; Dermabacterac 
ref 


equence 3357257 33587 
Actinomycetales; Micro 


NR_026279.1 


NR_026278.1 


NR_026277.1 


NR_026272.1 


NR_026271.1 
06 Dermabacter hominis Bacteria; 


NR_026270.1 


monospora inositola 
Micromonosporaceae; 


Micromonospora 
monospora aurantiaca 
Micromonosporaceae; 


Micromonospora 
monospora halophytica 
Micromonosporaceae; 


Micromonospora 
monospora coerulea 
Micromonosporaceae; 


Brachybacterium 
45 Brachybacterium 
ococcineae; 


Dermabacter hominis 
eae; Dermabacter. 
Brachybacterium 


0 Brachybacterium 
occineae; 


7 
c 


ref 
3358821 33603 


NR_026269.1 


Brachybacterium 
32 Brachybacterium 


alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; Brachybacterium. 

74888  Bacteria_16S 3378438 3378370 41 
strain M17C 16S ribosomal RNA, partial 
74888 


Bacteria_16S 3395035 3394967 41 


strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


74888  Bacteria_16S 3396544 3396476 41 


citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 


74888  Bacteria_16S 3398047 3397979 41 


strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


74888 Bacteria_16S 3399574 3399506 41 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
74888  Bacteria_16S 
strain DSM 20119 


3402635 3402567 41 


74888 #Bacteria_16S 
strain DSM 20138 


3404173 3404105 41 


74888  Bacteria_16S 3405703 3405635 41 
histidinolovorans strain DSM 20115 16S 
histidinolovorans 
Micrococcaceae; Arthrobacter. 
74888  Bacteria_16S 3407230 3407162 41 
strain DSM 20116 
74888  Bacteria_16S 3453515 3453447 41 
strain DSM 20315 


74888  Bacteria_16S 
strain DSM 20032 


3455041 3454973 41 


74888 Bacteria_16S 
strain DSM 20550 


3456570 3456502 41 


74888 #Bacteria_16S 3459593 3459525 41 


protophormiae strain DSM 20168 16S ribosomal RNA, partial 


protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Micrococcaceae; Arthrobacter. 

74888  Bacteria_16S 3461113 3461045 41 108 gi|219846602|ref 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Micrococcaceae; Arthrobacter. 

74888  Bacteria_16S 3462635 3462567 41 108 gi| 219846601 |ref 


strain DSM 20546 


74888  Bacteria_16S 3464157 3464089 41 


polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 
Actinobacteridae; 


polychromogenes Bacteria; Actinobacteria; 
Micrococcaceae; Arthrobacter. 
74888  Bacteria_16S 3465681 3465613 41 
strain DSM 20545 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 
74888  Bacteria_16S 3467203 3467135 41 108 gi| 219846598 |ref 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetale 
Arthrobacter. 

74888  Bacteria_16S 3468725 3468657 41 108 gi|219846597|ref 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Micrococcaceae; Arthrobacter. 

74888  Bacteria_16S 3470251 3470183 41 108 gi| 219846596 |ref 


strain DSM 20133 


74888  Bacteria_16S 3471771 3471703 41 


globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 


108 


sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


108 


108 


108 


108 


108 


16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


108 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


108 


ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; 


108 


16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


108 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


108 


16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


108 


16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


108 


16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


108 


108 


16S ribosomal RNA, partial sequence 3464306 34657 


16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


108 


219846664 |ref 


gi 


NR_026256.1 


Kytococcus sedentarius 


3377063 3378542 Kytococcus sedentarius Bacteria; 


219846649 |ref 


gi 


219846648 | ref 


gi 
Micrococ 


gi| 219846647 |ref 


gi| 219846646 


Actinomycetal 


gi| 219846644 |ref 


219846643 |ref 


gi 


gi| 219846642 |ref 


gi| 219846641 |ref 


Mi 


gi| 219846608 |ref 


Mi 


gi| 219846607 |ref 


Mi 


gi| 219846606 |ref 


Mi 


gi| 219846603 |ref 


Mi 


gi|219846600|ref 


Actinomyc 


219846599 |ref 


gi 


Mi 


De 


3398202 339968 


49 Arthrobacter 


85 Arthrobacter 
Micrococcaceae 


Actinomycetales; Mi 


45 Arthrobacter 


68 Arthrobacter 


sequence 3458220 345969 


sequence 3459743 346121 


33 Arthrobacter 


79 Arthrobacter 


3465830 346730 


48 Arthrobacter 


NR_026241.1 


NR_026240.1 


NR_026239.1 


NR_026238.1 
es; Micrococ 


NR_026236.1 
NR_026235.1 


NR_026234.1 
e 340433 


NR_026233.1 


crococcaceae 
NR_026200.1 


crococcaceae 
NR_026199.1 


crococcaceae 
NR_026198.1 


crococcaceae 
NR_026195.1 


ales; Microc 
NR_026194.1 
tales; Micro 
NR_026193.1 
crococcaceae 
NR_026192.1 
346278 
etales; Micr 


NR_026191.1 


crococcaceae 
NR_026190.1 


s; Micrococc 
NR_026189.1 
346735 
cetales; Mic 


NR_026188.1 


crococcaceae 


219846595 |ref 


gi 


rmacoccaceae; 


Kytococcus. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 
Brevibacteriac 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


cineae; Promicromonosporaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 
Cellulomonadac 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter oxydans 


oxydans Bacteria; 
Micrococcaceae 


; Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 

crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 
Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 
Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 
Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

occineae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


NR_026187.1 


Arthrobacter 


3470399 3471862 Arthrobacter 


globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 


74888 


strain DSM 3133 1 


74888 


strain DSM 20425 


74888 


strain DSM 43045 


74888 


strain DSM 7485 1 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


6S ribosomal RNA, 


3488490 3488422 41 


3503460 3503392 41 


3504988 3504920 41 


3514122 3514054 41 


3515646 3515578 41 


108 


ial sequence 3487117 34886 
omycetales; Micrococcineae; 


108 


tial sequence 3502100 35035 
omycetales; Micrococcineae; 


108 


tial sequence 3503623 35051 
omycetales; Micrococcineae; 


108 


partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


108 


gi| 219846584 |ref 


gi| 219846574 |ref 


gi|219846573|ref 


Mi 


gi|219846567|ref 


gi|219846566|ref 


33 Rathayibacter 
Microbacteriac 


NR_026176.1 
NR_026166.1 
NR_026165.1 
crobacteriac 


NR_026159.1 


NR_026158.1 


strain DSM 7486 16S ribosomal RNA, 


part 


74888 
strain DSM 20542 


3517165 3517097 41 108 gi 


3518687 3518619 41 108 


ial sequence 3514284 3515754 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Bacteria_16S 219846565 
16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846564 


74888  Bacteria_16S 
strain DSM 20528 
Actinobacteria; Actinobacteridae; Actin 
74888 #Bacteria_16S 
strain G145 16S ribosomal RNA, partial 

Tenericutes; Mollicutes; Mycoplasmatace 
74888  Bacteria_16S 
michiganensis subspecies tessellarius s 


3692275 3692195 29 


3769792 3769724 41 


gi 


16S ribosomal RNA, partial sequence 3517327 35187 


omycetales; Microc 
108 gi 
sequence 
ae; Mycoplasma. 
108 gi 


train 78181 16S ri 


219846443 
3690909 36923 


219846385 


Microbacteriac 
NR_026157.1 


occineae; 
ref 


Microbacteriac 
NR_026156.1 


occineae; 
ref 


Microbacteriac 
NR_026034.1 


occineae; 
ref 


ref 
RNA, 


NR_025976.1 
bosomal 


partial sequence 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
Cellulomonadaceae; 


Actinotalea. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 
Brevibacteriac 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 

Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 
74888 Bacteria_16S 3778979 3778911 41 108 gi|219846378|ref|NR_025969.1| Thermotoga subterranea 
strain SL1 16S ribosomal RNA, partial sequence 3777587 3779067 Thermotoga subterranea Bacteria; 


Thermotogae; 
74888 


Thermotogales; 
Bacteria_16S 


Thermotogac 


Bacteria; Tenericutes; Mollicutes; Myco 


3783510 3783430 29 
leopharyngis strain LL2 16S ribosomal RNA, partial sequen 


eae; Thermotoga. 


108 gi 


plasmataceae; Myco 


219846375 


ref|NR_025966.1 
ce 3782135 3783570 Mycopl 
plasma. 


Mycoplasma 
asma leopharyngis 


74888  Bacteria_16S 3851575 3851503 34 106 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

74888  Bacteria_16S 3853087 3853015 34 106 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

74888  Bacteria_16S 3857664 3857584 29 108 gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 


strain 17529 16S 
Tenericutes; Moll 


74888 


strain SW-2 16S r 
Bacteroidetes; 


74888 


strain CM2104 16S 


74888 


strain 20-5 16S r 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial 
Sphingobacteria; 


ribosomal RNA, partia 
Actinobacteria; Actinobacteridae; Actin 


ibosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


4007897 4007829 41 


4012481 4012413 41 


4024588 4024520 41 


4054822 4054754 41 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


108 


sequence 
Sphingobacteriales; 


108 


1 sequence 
omycetales; Micrococcineae; 


108 


sequence 
omycetales; 


108 


3856288 3857724 Mycoplasma meleagridis Bacteria; 


gi| 219846218 |ref 


4006528 4008003 Algoriphagus 


Cyclobacteriaceae 
gi|219846215|ref 


NR_025808.1 


; Algoriphag 
NR_025805.1 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Janibacter melonis 


4011119 4012597 Janibacter melonis Bacteria; 


In 


gi| 219846207 |ref 


trasporangia 
NR_025797.1 


ceae; Janibacter. 
Agromyces salentinus 


4023267 4024647 Agromyces salentinus Bacteria; 


Micrococcineae; Mi 
gi|219846184|ref 


crobacteriac 
NR_025774.1 


eae; Agromyces. 
Serinicoccus marinus 


strain JC1078 16S 


ribosomal RNA, partia 


Actinobacteria; Actinobacteridae; Actin 


1 sequence 


omycetales; Microc 


4053509 4054929 Serinicoccus 


occineae; 


marinus Bacteria; 
Intrasporangiaceae; Serinicoccus. 


74888 


Bacteria_16S 


4059351 4059283 41 


108 


gi| 219846181 |ref 


NR_025771.1 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partia 
alkalitolerans Bacteria; Actinobacteria; 
Micrococcaceae; Citricoccus. 
Bacteria_16S 


74888 
ornithinivorans s 


ornithinivorans Bacteria; 


Algoriphagus. 
74888 
halophilus strain 


halophilus Bacteria; 
Bacteria_16S 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 
mannitolivorans Bacteria; 


74888 


Algoriphagus. 


Bacteria_16S 


Actinobacteridae 


4097199 4097131 41 108 gi 
train JC2052 16S ribosomal RNA, partial 
Bacteroidetes; Sphingobacteria 


4098685 4098617 41 
JC2051 16S ribosomal RNA, partial seque 
Bacteroidetes; Sphingobacteria; Sphi 

4100141 4100073 41 108 gi 


108 


Bacteroidetes; Sphingobacteria; 


gi|219846154 


1 sequence 4057969 405944 
; Actinomycetales; Micro 


ref|NR_025745.1 
4095844 409726 
Sphingobacteriales; Cyc 


ref|NR_025744.1 
4097319 409874 
ngobacteriales; Cyclobac 


Citricoccus 
8 Citricoccus 
coccineae; 


Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 


ref |NR_025743.1 
4098796 410017 
Sphingobacteriales; Cyc 


Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


74888  Bacteria_16S 4113783 4113715 41 108 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

74888  Bacteria_16S 4121337 4121269 41 108 gi|219846137|ref|NR_025727.1| Brevibacterium celere 


strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 


Actinobacteria; A 


74888 
KMM 3905 16S ribo 
Actinobacteridae; 
74888 
lampyridicola str 
lampyridicola Bac 
74888 
strain BA160 16S 

Bacteroidetes; Sp 
74888 
strain C3H-21 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ctinobacteridae; Actinomycetales; Micr 
4125957 4125889 41 108 gi 
somal R 
Actinomycetales; Micrococcineae; Micr 
4147523 4147451 34 105 gi 
ain PUP-1 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
4237320 4237252 41 108 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
4244835 4244767 41 108 gi 
ribosomal RNA, partial sequence 


NA, partial sequence 4124587 4126026 Ko 


ococcineae 
219846133 
cur 
ococcaceae 
219846116 
equence 
plasmatale 
219846044 


4235935 42373 


lobacteria 
219722939 


4243475 42448 


; Brevibacteriac 
ref|NR_025723.1 
ia marina Bacter 
; Kocuria. 
ref|NR_025706.1 

4146134 414764 
s; Spiroplasmata 
ref |NR_025634.1 
; Aquiflexu 
NR_024571.1 


ceae 
ref 


eae; Brevibacterium. 
Kocuria marina strain 
ia; Actinobacteria; 


Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 
m. 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
74888  Bacteria_16S 93472 93421 30 81 gi| 265679001 |ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

74888 Bacteria_16S 203484 203417 41 108 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

74888  Bacteria_16S 217418 217351 41 108 gi|265678918|ref|NR_029226.1| Blastopirellula marina 


strain SH 106 16S 
Planctomycetes; P 
74888 
vibrioformis stra 
vibrioformis Bact 
74888 
acidaminovorans s 
acidaminovorans B 
74888 
strain JR 16S rib 
Deferribacteres; 

74888 
desulfuricans str 
desulfuricans Bac 
74888 
strain AAFu3 16S 
Deferribacteres; 
74888 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 
74888 
strain EX-H1 16S 

Aquificae; Aquifi 
74888 
acetiphilus DSM 1 
12809 Bacteria; D 
74888 
urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 
74888 
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74888  Bacteria_16S 2352197 2352130 14 81 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
74888  Bacteria_16S 2365989 2365938 29 80 gi|219857483|ref|NR_025071.1| Mycoplasma elephantis 
strain E42 16S ribosomal RNA, partial sequence 2364627 2366086 Mycoplasma elephantis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
74888 Bacteria_16S 2367499 2367448 29 80 gi|219857482|ref|NR_025070.1| Mycoplasma 
equigenitalium strain T37 16S ribosomal RNA, partial sequence 2366137 2367596 Mycoplasma 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
74888 Bacteria_16S 2539905 2539846 49 108 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 2539930 Hyphomonas hirschiana Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
74888 Bacteria_16S 2885875 2885832 65 108 gi|219856866|ref|NR_024685.1| Sphingomonas 
oligophenolica 16S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
74888  Bacteria_16S 3678719 3678668 30 81 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 
74888  Bacteria_16S 3726823 3726756 42 108 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
74888  Bacteria_16S 4050430 4050363 42 108 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
74888  Bacteria_16S 4051854 4051787 42 108 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
74888  Bacteria_16S 243504 243435 40 108 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
74888  Bacteria_16S 740906 740840 40 105 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
74888 #Bacteria_16S 852783 852717 43 108 gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 
74888  Bacteria_16S 1157534 1157464 36 105 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 
74888  Bacteria_16S 1476836 1476767 40 108 gi|219878445|ref|NR_025584.1| Mycobacterium avium 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 1476936 Mycobacterium avium 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 
74888  Bacteria_16S 1725937 1725883 54 108 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
74888 #Bacteria_16S 2428345 2428287 50 108 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
74888 #Bacteria_16S 2577941 2577875 43 108 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
74888  Bacteria_16S 2579370 2579304 43 108 gi|219857282|ref|NR_024913.1| Cellulomonas persica 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
74888 #Bacteria_16S 2746096 2746030 43 108 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
74888  Bacteria_16S 3065027 3064981 62 108 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
74888  Bacteria_16S 3249331 3249273 48 106 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
74888 Bacteria_16S 66527 66458 40 108 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
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3675717 367724 
anaerobiaceae; H 
ref |NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_026006.1 

3728410 372981 
nomycetales; Str 


ref|NR_025883.1| Cryptosporangium arvum 
83 Cryptosporangium arvum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
74888 Bacteria_16S 4032231 4032162 40 108 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
74888  Bacteria_16S 4033783 4033714 40 108 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
74888  Bacteria_16S 4035335 4035266 40 108 gi|219846200|ref|NR_025790.1]| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

74888  Bacteria_16S 28584 28516 41 108 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

74888  Bacteria_16S 245111 245051 48 108 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

74888 Bacteria_16S 264583 264515 41 108 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
74888  Bacteria_16S 300896 300816 29 108 gi|265678860|ref|NR_029166.1| Mycoplasma 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

74888 Bacteria_16S 336134 336066 41 108 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
74888 Bacteria_16S 339265 339197 41 108 gi|265678832|ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
74888 Bacteria_16S 425867 425799 41 108 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 


74888 
psychraerophilum 
psychraerophilum 
Bifidobacterium. 
74888 #Bacteria_16S 
atlanticus strain 
atlanticus Bacteria; 
74888 #Bacteria_16S 
mesophilus strain 
Bacteria; 
74888  Bacteria_16S 


Bacteria_16S 


strain HKI 0120 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


74888 #Bacteria_16S 
strain MV1075 16S 
Thermotogae; 
74888 Bacteria_16S 


strain LAl 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; 
74888  Bacteria_16S 
strain S-743 16S 


74888  Bacteria_16S 


microaerophilum strain M 5 16S ribosomal RNA, partial s 
microaerophilum Bacteria; Actinobacteria; Actinobacteri 
Propionibacteriaceae; Propionibacterium. 


74888  Bacteria_16S 


strain WSU 86/1044 16S ribosomal RNA, 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


74888  Bacteria_16S 


strain SS-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 


74888 #Bacteria_16S 


strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ig 
phaceae; Cryomorpha. 


Bacteroidetes; 
74888  Bacteria_16S 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Beutenbergia. 
74888  Bacteria_16S 


strain E58 16S ribosomal RNA, 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


74888 Bacteria_16S 


HTCC2155 strain HTCC2155 16S ribosomal RNA, partial seq 
Lentisphaerae; Lentisphaerales; Lent 


HTCC2155 Bacteria; 
74888  Bacteria_16S 
strain AJ2502 16S 
Bacteroidetes; 
74888 
scardovii strain 


Bacteria_16S 


Bifidobacterium. 
74888 Bacteria_16S 


scophthalmum strain LMG 13028 16S ribosomal RNA, partia 
Flavobacteria; 


scophthalmum Bacteria; 
Chryseobacterium. 
74888  Bacteria_16S 


strain 128 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


74888  Bacteria_16S 
strain MMP-4 16S 


74888 #Bacteria_16S 
strain RG-2C 16S 


74888 #Bacteria_16S 
spumicola strain 


Nocardioidaceae; 
74888 


Bacteria_16S 


Salegentibacter. 


HTCC2559 16S ribosoma 
Bacteroidetes; 


2SM29 16S ribosomal R 
Bacteroidetes; 


ribosomal RNA, partia 
Thermotogales; 


Flavobacteria; 


Flavobacteria; 


Sphingobacteria; 


442892 442824 41 


strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacter 


444399 444331 41 
602730 602662 41 
Flavobacteria; 


636293 636225 41 


671121 671081 41 


745356 745288 41 


781202 781130 36 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


855799 855731 41 


974050 974002 30 


977054 976986 41 


1125877 1125809 41 


1334523 1334455 41 


1367800 1367752 30 


1372419 1372371 29 


1716747 1716679 41 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


1833816 1833748 41 


CCUG 13008 16S ribosomal RNA, partial 
scardovii Bacteria; Actinobacteria; Actinobacteridae; B 


1921956 1921888 41 
Bacteroidetes; 


2199041 2198961 29 


2212625 2212545 29 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2214125 2214045 29 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2588650 2588582 41 


Ben 107 16S ribosomal RNA, partial seq 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Friedmanniella. 


2692062 2691994 41 


Bacteroidetes; 


1 sequence 
Thermotogaceae; Marinitoga. 


Sphingobacteriales; 


Flavobacteriales; 


complete sequence 


Flavobacteria; 


108 gi 


ia; Actinobacter 


108 gi 


1 RNA, partial s 
Flavobacteria; 


108 gi 


NA, partial sequ 
Flavobacteriale 


108 gi 


omycetales; Micr 


81 gi 
108 gi 
108 gi 


108 gi 


78 gi 


complete sequence 


108 gi 


108 gi 


Cryomor 
108 gi 
78 gi 


V7 gi 


108 gi 


Sph 


108 gi 


108 gi 
Fl 


108 gi 


108 gi 
108 gi 


108 gi 


sequence 
idae; 


equence 


Flavobacteriales; 


ence 60134 
s; Flavobacteriaceae; 


ococcineae; 


744001 745418 Psychroflexus 


Flavobacteriaceae; Psychroflexus. 


779845 781307 Acholeplasma 


equence 
dae; 


975693 977130 Lewinella nig 


Saprospiraceae; Lewinella. 


ales; 


1366379 1367926 Chlamydophila 


uence 


isphaeraceae; 


1715372 1716865 Pedobacter pi 
ingobacteriaceae; 


sequence 


ifidobacteriales; 


1 sequence 
avobacteriales; 


219857600 
2197691 21991 


219857591 
2211275 2212723 Mycoplasma co 


219857590 
2212774 22142 


219857276 
uence 


108 gi 


219857195 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 


holothuriorum Bacteria; Flavobacteriales; 


265678760|ref|NR_029065.1 


265678759 |ref|NR_029064.1 


265678651|ref|NR_028956.1 


265678627 |ref|NR_028932.1 


265678602 |ref|NR_028907.1 


265678550|ref|NR_028854.1 


265678525|ref|NR_028829.1 


265678475 |ref|NR_028778.1 


Actinomycetales; 
265678395 


ref |NR_028697.1 


441527 442954 
Bifidobacteriales; Bifidobacteriaceae; 


443005 444493 
Flavobacteriaceae; 


854408 855931 
Propionibacterineae; 


Bifidobacterium 
Bifidobacterium 


Croceibacter 
Croceibacter 
Croceibacter. 
Gelidibacter 


4 602854 Gelidibacter mesophilus 
Gelidibacter. 


Knoellia subterranea 


ial sequence 634924 636402 Knoellia subterranea Bacteria; 
Intrasporangiaceae; 


Knoellia. 
Marinitoga camini 


669757 671225 Marinitoga camini Bacteria; 


Psychroflexus tropicus 
tropicus Bacteria; 


Acholeplasma axanthum 
axanthum Bacteria; 


Propionibacterium 
Propionibacterium 


Waddlia chondrophila 


972617 974173 Waddlia chondrophila Bacteria; 


265678393|ref|NR_028695.1 


224581403|ref|NR_027184.1 


228721490|ref|NR_027613.1 


Micrococcineae; 


228718799|ref|NR_027576.1 


228718145|ref|NR_027571.1 


Lentisphaer 


219878397|ref|NR_025536.1 


219878313|ref|NR_025452.1 


219878247 |ref|NR_025386.1 


ref |NR_025188.1 


ref|NR_025179.1 
ref 


NR_025178.1 


ref|NR_024907.1 


ref |NR_024823.1 


o@ 


Lewinella nigricans 
ricans Bacteria; 


Cryomorpha ignava 
nava Bacteria; 


Beutenbergia cavernae 
cavernae DSM 12333 


Beutenbergiaceae; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Lentisphaera araneosa 


1371035 1372512 Lentisphaera araneosa 


Pedobacter piscium 
scium Bacteria; 


Pedobacter. 


Bifidobacterium 


1832458 1833837 Bifidobacterium 
Bifidobacteriaceae; 


Chryseobacterium 


1920604 1922061 Chryseobacterium 
Flavobacteriaceae; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma columborale 
lumborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Friedmanniella 


2587275 2588749 Friedmanniella 
Propionibacterineae; 


Salegentibacter 


2690706 2692117 Salegentibacter 
Flavobacteriaceae; 


74888 


strain IAM 14851 


74888 


gregorii strain N 
gregorii Bacteria; 


Bacteria_16S 


Bacteria_16S 


Pseudonocardiaceae; 


74888 


cellobioparum str 
cellobioparum Bac 


74888 


strain C8ST5 16S 
Bacteroidetes; 


74888 


salegens strain D 
salegens Bacteria; 


74888 


strain HAR-13 16S 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


Flavobacteria; 


ribosomal RNA, 


2902441 2902373 41 


3524807 3524738 40 


3595079 3595035 34 


Firmicutes; 


3702773 3702705 41 


3815246 3815178 41 


3896157 3896109 30 


3982620 3982552 41 


108 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


108 


CIB 12823 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 
Saccharopolyspora. 


78 


ain DSM 1351 16S ribosomal RNA, partial 
Clostridia; 


108 


ribosomal RNA, partial sequence 
Flavobacteriales; 


108 


SM 5424 16S ribosomal RNA, partial sequence 


Bacteroidetes; Flavobacteria; 


78 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


108 


gi|219856855 


gi|219846560 


219846512 
sequence 
Clostridiales; Cl 
gi|219846435 
3701387 37028 
Flavobacteriaceae 
gi| 219846353 


gi 


Flavobacteriales 
gi|219846298 
3894733 38962 


gi| 219846237 


ref |NR_024674.1 


ref|NR_026152.1 
3523483 352488 
les; 


ref|NR_026104.1 
3593717 359520 
ostridiaceae; Cl 
ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref |NR_025944.1 

3813879 381534 
; Flavobacteriac 
ref|NR_025888.1 


ref|NR_025827.1 


strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 39826 
Flavobacteria; 
Bacteria_16S 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 39871 


Bacteroidetes; 
74888 


Flavobacteriales; 


3987090 3987022 41 108 gi 


Flavobact 


Bizionia. 


ref |NR_025824.1 


Bacteroidetes; 


74888 


Flavobacteria; 
Bacteria_16S 3990045 


strain KMM 6034 16S ribosomal 


Bacteroidetes; 


74888 


Flavobacteria; 


Flavobacteriales; 
3989977 41 108 


RNA, partial sequence 3988683 39901 


Flavobacteriales; 


Flavobacteriaceae; 


gi 


219846232 


Gi 


amella. 
NR_025822.1 


llisia. 


Bacteria_16S 


3993032 3992964 41 


108 


mishustinae strai 
mishustinae Bacte 
74888 
strain KMM 3944 1 
Bacteroidetes; Fl 


Bacteria_16S 


Bacteroidetes; 
4014020 4013952 41 


ria; 


avobacteria; 


74888 
epiphytica strain 
epiphytica Bacter 
74888 


Winogradskyella. 
74888 
strain PS-1 16S r 
Tenericutes; Moll 
74888 
strain 23-6 16S r 
Tenericutes; Moll 
74888 
strain KMM 3902 1 
Bacteroidetes; Fl 
74888 
strain CE40 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 


74888 
ATCC BAA-548 16S 


Bacteria; Lentisphaerae; Victivallales; Victivallaceae; 
Bacteria_16S 


74888 
strain T1-X7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 
strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


74888 
psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 
74888 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 

74888 
strain UC/MF 16S 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 
strain SGT-108 16S ribosomal RNA, partial sequence 


74888 


Bacteria_16S 
KMM 3906 16S ribosomal RNA, partial sequence 
ia; Bacteroidetes; Flavobacteria; 
Bacteria_16S 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 
thalassocola Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
ATCC 33612 16S ribosomal RNA, partial 
Bacteroidetes; 


Bacteria_16S 


4015500 4015432 41 


4016979 4016911 41 
Bacteroidetes; 


4107704 4107632 36 


n KMM 6049 16S ribosomal RNA, partial 
Flavobacteria; 


108 


6S ribosomal RNA, partial sequence 4012648 40140 
Flavobacteriales; 


108 


108 


Flavobacteria; 


108 


ibosomal RNA, partial sequence 


icutes; Acholeplasmatales; Acholeplasmataceae; 
Bacteria_16S 


4152197 4152137 46 


105 


ibosomal RNA, partial sequence 


icutes; 
4163005 4162937 41 


6S ribosomal RNA, partial sequence 4161641 41630 
Flavobacteriales; 


avobacteria; 
124257 124190 41 


Entomoplasmatales; 


Spir 
108 


107 


ibosomal RNA, partial sequence 


1181835 1181788 30 


77 


ribosomal RNA, partial sequence 


2493277 2493210 42 


108 


ribosomal RNA, partial sequence 


2768393 2768326 40 
Zid 

3605875 3605828 33 
612 Bacteria; 


3780474 3780423 29 


105 


80 


Fl 


80 


ribosomal RNA, partial sequence 


4068415 4068337 30 


108 


219846230 
sequence 
Flavobacteria 

gi|219846214 


gi 


Flavobacteriaceae 
gi|219846213 


Flavobacterial 
gi|219846212 


Flavobacteri 


gi| 219846148 
4106362 41078 
A 
gi| 219846113 
4150819 41521 
oplasmataceae; Sp 
gi|219846106 


Flavobacteriaceae 
gi| 265678980 
122905 12429 


gi|228717635 
1180467 11819 
Victivall 
gi| 219857388 
2491905 24933 


gi|219857139 


219846503 
sequence 
avobacteria; 


gi 


gi| 219846377 
3779118 37805 


sequence 2767023 276850 
Actinomycetales; Co 


Flavobacteriales; 


ref|NR_025820.1 

3991660 399309 
les; Flavobacter 
ref|NR_025804.1 


; Winogradskyell 
ref|NR_025803.1 

4014130 401555 
es; Flavobacteri 
ref |NR_025802.1 
4015607 401703 
ales; Flavobacte 


ref|NR_025738.1 
18 Acholeplasma 
choleplasma. 

ref|NR_025703.1 


iroplasma. 
ref|NR_025696.1 


; Algibacter. 
ref|NR_029288.1 
8 Cellulomonas 
; Cellulomonadac 
ref|NR_027565.1 


is. 
ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024767.1 


ref|NR_026095.1 
3604483 360597 
Fl 


ref|NR_025968.1 


gi| 219846174 


Leucobacter albus 


46 Leucobacter albus Bacteria; 
; Microbacteriaceae; 


Leucobacter. 
Saccharopolyspora 
4 Saccharopolyspora 


Pseudonocardineae; 


Clostridium 
3 Clostridium 
ostridium. 
Gelidibacter algens 


algens Bacteria; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 
eriaceae; 
219846234 


Gramella echinicola 


55 Gramella echinicola Bacteria; 
Gr 
ref 
12 Gillisia mitskevichiae Bacteria; 
Flavobacteriaceae; 


Gillisia mitskevichiae 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 
Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 
5 Winogradskyella 
riaceae; 


Acholeplasma pleciae 


pleciae Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Dietzia 

5 Dietzia 
rynebacterineae; 


Capnocytophaga 
1 Capnocytophaga 


avobacteriaceae; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


ref |NR_025764.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 


Aquicella siphonis 


4067035 4068516 Aquicella siphonis Bacteria; 


74888 
strain YLM-32 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


74888 
globicatena strai 
globicatena Bacte 
Actinosynnematace 
74888 
strain IFO 16295 


Bacteria_16S 


Bacteria_16S 


1077353 1077287 41 106 
ribosomal RNA, partial sequence 


gi 


1541910 1541841 40 108 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

2771424 2771354 40 


108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
74888  Bacteria_16S 3267292 3267246 62 108 gi| 219846743 |ref|NR_026335.1 
strain LLAP12 16S ribosomal RNA, partial sequence 3265947 32672 

Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Leg 
74888  Bacteria_16S 3707263 3707218 33 78 gi|219846432|ref|NR_026023.1 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosth 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiac 
74888 Bacteria_16S 11731 11674 36 93 gi| 265679056 |ref|NR_029364.1 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

74888  Bacteria_16S 136416 136347 40 108 gi|265678972|ref|NR_029280.1 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomycetaceae; Actinomyces. 

74888  Bacteria_16S 148387 148319 40 108 gi|265678964|ref|NR_029272.1 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineospo 
Kineosporiaceae; Kineococcus. 

74888  Bacteria_16S 331376 331335 40 81 gi|265678840|ref|NR_029145.1 
strain CC-1 16S ribosomal RNA, partial sequence 329993 33159 

Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

74888  Bacteria_16S 452049 452008 40 81 gi| 265678753 |ref|NR_029058.1 
strain Met-12 16S ribosomal RNA, partial sequence 450666 45216 

Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

74888  Bacteria_16S 476509 476464 63 108 gi|265678734|ref|NR_029039.1 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
74888  Bacteria_16S 615051 615010 40 81 gi| 265678642 |ref|NR_028947.1 
strain SL24 16S ribosomal RNA, partial sequence 613678 61515 

Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

74888  Bacteria_16S 696984 696915 40 108 gi| 265678585 |ref|NR_028890.1 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacte 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

74888  Bacteria_16S 890652 890583 41 108 gi| 265678451 |ref|NR_028753.1 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Thermomonosporaceae; Actinomadura. 

74888  Bacteria_16S 967928 967863 43 108 gi|265678400|ref|NR_028702.1 


strain 4A 16S ribosomal RNA, partial sequence 


Proteobacteria; 
74888  Bacteria_16S 
strain SJ95 16S r 
Thermotogae; 
74888 #Bacteria_16S 
bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 

74888 #Bacteria_16S 


1336042 1336001 40 


Thermotogales; 
1458687 1458618 40 


1565788 1565716 36 


ibosomal RNA, partial sequence 
Thermotogaceae; 


966531 96793 


Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


goodfellowii strain LB57 16S ribosomal RNA, partial seq 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobact 


74888 Bacteria_16S 1813940 1813899 40 


strain SL25 16S ribosomal RNA, partial sequence 


Thermotogae; 

74888  Bacteria_16S 

stercorarium subsp. 
Clostridium stercorarium subsp. 

Clostridiaceae; Clostridium. 

74888 Bacteria_16S 3379984 3379927 36 


Thermotogales; 
2326657 2326608 29 


Thermotogaceae; 


81 gi|228721489|ref|NR_027612.1 
1334683 13361 
Petrotoga. 

108 gi|224581414|ref|NR_027195.1 
al sequence 1457334 145871 
Actinomycetales; Actinomyc 

108 gi|219846059|ref|NR_025649.1 
uence 1564412 156589 
eriales; Fusobacteriaceae; 

81 gi| 219878327 |ref|NR_025466.1 

1812567 18140 
Petrotoga. 

78 gi|219857512|ref|NR_025100.1 

ribosomal RNA, partial seq 


93 


leptospartum strain ATCC 35414 16S 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


gi 


265678325 
1075986 10774 
ococcineae; 
219857375 
ial sequen 
Actinomyc 


219857137 
16S ribosomal RNA, partial sequence 2770058 27715 


219846663 


termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 


Desulf 


ref|NR_028627.1 
Rarobacteracea 
ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


ref|NR_024765.1 


Halomonas 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Actinokineospora 

4 Actinokineospora 

cardineae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Actinomyces 
Actinomyces 


Actinomycineae; 


Kineococcus 
Kineococcus 
riineae; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Lactobacillus 
Lactobacillus 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Actinomadura 
Actinomadura 


tosporangineae; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Clostridium 
uence 2325260 2326777 


ref|NR_026255.1 
3378593 338009 
ovibrionales; Des 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


74888 
strain DSM 20167 


Bacteria_16S 


3401109 3401041 41 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


74888 
strain NCTC 10951 


Bacteria_16S 


3413382 3413313 40 108 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


74888 
strain 6843 DSM 1 


Bacteria_16S 


3479415 3479346 40 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


74888 
fusiformis strain 
Bacteria; Verruco 
74888 
strain LX 16S rib 
Tenericutes; Moll 
74888 
strain HO14 16S r 
Spirochaetes; Spi 
74888 
strain IS1B 16S r 
Planctomycetes; P 
74888 
strain 6111 16S r 
Proteobacteria; G 
74888 
CMS 81 16S riboso: 
Actinobacteridae; 
74888 
ATCC 700755 16S r 
Bacteria; Bactero 
74888 
strain KA3 16S ri 
Thermotogae; Ther 
74888 
strain 888-76 16S 
Proteobacteria; G 
74888 
CMN3 16S ribosoma 
Spirochaetales; S 
74888 
pneumoniae strain 
pneumoniae Bacter 
74888 
platensis strain 
Bacteria; Firmicu 
74888 
strain DSM 9580 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3705745 3705700 33 78 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3786466 3786386 29 108 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
311597 311553 36 80 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
693931 693863 41 108 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
699934 699894 68 108 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1137850 1137783 41 108 gi 
mal RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
1168103 1168035 41 108 gi 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
1396507 1396467 41 81 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1672549 1672489 48 108 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2845498 2845454 36 80 gi 
1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
2982937 2982889 30 78 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3220528 3220460 41 108 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3352428 3352360 41 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


74888 
strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 
74888 
vanneervenii stra 
Bacteria; Verruco 
74888 
strain Co53T 16S 
Spirochaetes; Spi 
74888 
strain PG8 16S ri 
Tenericutes; Moll 
74888 
micromati strain 
Bacteria; Bactero 
74888 
degerlachei strai 
degerlachei Bacte 
74888 
ruestringensis st 
ruestringensis Ba 
74888 
strain IC166 16S 
Bacteroidetes; Fl 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3416310 3416243 41 108 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3708781 3708737 34 78 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3760899 3760855 36 80 gi 
ribosomal RNA, partial sequence 
rochaetales; 
3790914 3790842 36 108 
bosomal RNA, partial sequence 


gi 


520912 520873 41 
R-9192 16S ribosomal R 
idetes; Flavobacteria; 
522439 522400 41 


80 gi 
NA, partial sequ 
Flavobacteriale 

80 gi 


n R-9106 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
865088 865049 41 80 gi 


rain Bl 16S ribosomal 
cteria; Bacteroidetes; Flavobacteria; 
1029005 1028966 41 80 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


RNA, partial seq 


219846645 


16S ribosomal RNA, partial sequence 3399736 34012 


ococcineae 
219846636 

34120 

nomycineae 
219846590 


6S ribosomal RNA, partial sequence 3478022 34794 


nomycineae 
219846433 
ce 37043 
robiales; 

219846373 


3785096 37865 


265678853 


310195 31168 


; Borrelia 
265678587 


692571 69404 


nctomyceta 
265678583 


698584 69993 


matiaceae; 
253680765 


1136447 1137959 Leifs 


obacteriac 
228719858 


1166738 11681 


s; Flavoba 
228715882 


1395106 13965 


219878427 


1671187 16725 


Enterobac 
219856894 


2844116 2845615 Borre 


gdorferi g 
219846935 
uence 

aceae; Chl 
219846774 
32191 
s; Thermod 
219846683 


6S ribosomal RNA, partial sequence 3351066 33525 


ococcineae 
219846634 
34149 
ales; Micr 
219846431 
ence 37073 
robiales; 

219846392 


3759507 37610 
Spirochaetaceae; Borrelia. 


219846370 


3789540 37910 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678705 
ence 51954 
s; Flavoba 
265678704 
quence 

vobacteria 
265678469 
uence 

Flavobacte 
265678359 


ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026182.1 
; Actinomycetace 
ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_025964.1 


ref |NR_029159.1 


bur 
ref 


gdorferi gro 
NR_028892.1 


v 


NR_028888.1 


ceae 
ref 


Thi 
ref 
onia 


ocystis. 
NR_028013.1 
aurea Bacte 
eae; Leifsonia. 
ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; Psyc 
ref|NR_027541.1 


ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_024713.1 
lia sinica Bacte 
roup. 
ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref|NR_026275.1 
; Microbacteriac 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_025983.1 


ref|NR_025961.1 
15 Acholeplasma 
eplasma. 
ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 
521077 522551 
les; Flavobacter 
ref |NR_028772.1 
863710 865135 
riales; Flavobac 
ref|NR_028661.1 


Cellulophaga. 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Prosthecobacter 

ecobacter fusiformis 

eae; Prosthecobacter. 
Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
Isosphaera. 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 

Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Borrelia sinica strain 
ria; Spirochaetes; 


Chlamydophila 
5 Chlamydophila 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 

Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Cellulomonas humilata 

omonas humilata 

ulomonadaceae; 


Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 

Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Flavobacterium 
acterium micromati 
obacterium. 

Flavobacterium 

Flavobacterium 
iaceae; Flavobacterium. 

Muricauda 

Muricauda 
teriaceae; Muricauda. 

Cellulophaga algicola 


1027642 1029054 Cellulophaga algicola Bacteria; 
Flavobacteriaceae; 


74888 


74888 


74888 


74888 


OT-1 16S ribosoma 
Flavobacteria; 


74888 


Bacteria_16S 
vladivostokensis 
vladivostokensis 
Vitellibacter. 

Bacteria_16S 
ochracea DSM 7271 
7271 Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria; 


Bacteroidetes; 
Bacteria_16S 
DSM 12563 16S rib 
Bacteria; 


1 RNA, partial sequence 
Flavobacteriales; 


1073037 1072998 41 


strain KMM 3516 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


1174283 1174244 41 


16S ribosomal RNA, partial sequence 
Flavobacteria; 


1178785 1178710 30 


osomal RNA, partial sequence 
Spirochaetes; 


1375491 1375452 41 


1449819 1449750 41 


Flavobacteriaceae; 


80 265678329|ref|NR_028631.1 


107168 


gi 


Flavobacteria; Flavobacteriales; 


80 gi|228719222|ref|NR_027581.1 


Flavobacteriales; 
105 gi 


Flavobacteriaceae; 
228718030|ref|NR_027570.1 


Brachyspira. 
80 gi|228717906|ref|NR_027568.1 
1374101 1375614 Kordia algicida OT-1 
Kordia. 
108 gi|224581421|ref|NR_027202.1 


aerolata strain V-54A 16S ribosomal RNA, 


Bacteria; Actinob 
Promicromonospora 
74888 
strain KMM 426 16 


Bacteria_16S 


1545027 1544988 41 


acteria; Actinobacteridae; Actinomycetales; 


partial sequence 


80 gi| 219857262 


1448460 1449852 Promic 
Micrococcineae; 


ref 


NR_024893.1 


Bacteroidetes; 


74888 


Flavobacteria; 
Bacteria_16S 


S ribosomal RNA, partial sequence 
Flavobacteriales; 
1628265 1628226 41 


80 gi 


Flavobact 


1543657 15451 
eriaceae; 
219878458 


Arenibacter. 


ref|NR_025597.1 


frigoris strain R 
Bacteria; Bactero 
74888 
gelidilacus strai 
gelidilacus Bacte 
74888 
strain A37 16S ri 
Bacteroidetes; Sp 
74888 
strain NNO15860 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


-9014 16S ribosomal RNA, 
idetes; Flavobacteria; 
1713673 1713634 41 
n R-8899 16S ribosomal 
ria; Bacteroidetes; 
1719823 1719784 41 


hingobacteria; 
2063831 2063792 41 


Flavobacteriales; 


RNA, partial sequence 
Flavobacteria; 


bosomal RNA, partial sequence 
Sphingobacteriales; 


6S ribosomal RNA, partial sequence 2062466 20639 


partial sequence 


80 gi| 219878399 


80 gi| 219878395 


80 gi| 219878148 


1626901 1628368 Flavob 
Flavobacteriaceae; 
ref 

1712309 171377 
Flavobacteriales; 
ref 
1718445 1719939 Pedobacter cryoconitis Bacteria; 
Sphingobacteriaceae; 
ref 
37 Cellulophaga fucicola Bacteria; 


NR_025538.1 


Flavobacter 
NR_025534.1 


Pedobact 
NR_025287.1 


Bacteroidetes; 


74888 


strain NN0O15840 1 
Bacteroidetes; 


74888 


KMM 3909 16S ribo 
Flavobacteria; 


74888 


skagerrakense str 
skagerrakense Bac 


74888 


omnivorum strain 


Flavobacteria; 


Flavobacteriales; 


Flavobact 


eriaceae; 


Cellulophaga. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


omnivorum Bacteria; 


74888 


xinjiangense stra 
xinjiangense Bact 


74888 


galactanivorans s 
galactanivorans B 


74888 


sublithincola str 
sublithincola Bac 


74888 


frigidarium strai 
Bacteria; 


74888 


strain KMM 3677 16S ribosomal RNA, part 


Bacteroidetes; Flavobacteria; 


74888 


strain KMM 3676 16S ribosomal RNA, part 


Bacteroidetes; Flavobacteria; 


74888 


strain KMM 3526 16S ribosomal RNA, part 


Bacteroidetes; Flavobacteria; 


74888 


strain KMM 3664 16S ribosomal RNA, part 


Bacteroidetes; Flavobacteria; 


74888 


troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 
troitsensis Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria _16S 


Bacteria 16S 


Bacteria_16S 


Bacteria_16S 


6S ribosomal RNA, part 
Flavobacteria; 


somal RNA, partial seq 
Flavobacteriales; 


ain D30 16S ribosomal 
teria; 


AS 1.2747 16S ribosomal 
Bacteroidetes; 


in AS 1.2749 16S ribos 
eria; 


ain QSSC9-3 16S riboso 
teria; 


n A2i 16S ribosomal RN 
Bacteroidetes; 


Bacteroidetes; 


2065355 2065316 41 


2097519 2097480 41 


2142925 2142886 41 


Bacteroidetes; 


2180783 2180744 41 


2182299 2182260 41 


2393275 2393236 41 


train Dsij 16S ribosomal RNA, partial 
acteria; 


Bacteroidetes; 
2423921 2423882 41 


Bacteroidetes; 
2434330 2434291 41 


Flavobacteria; 


2684664 2684625 41 


2686106 2686067 41 


2687575 2687536 41 


2711505 2711466 41 


2738716 2738677 41 


ial sequence 2063988 20654 
Flavobacteriales; 


uence 2096154 2097581 Mesonia algae Bacteri 
Flavobacteriaceae; Mesonia. 


RNA, partial sequence 2141553 214301 
Flavobacteria; Flavobacteriales; 
Flavobacteria; 


omal RNA, partial 
Bacteroidetes; Flavobacteria; 


mal RNA, partial sequence 
Flavobacteria; Flavobacteriales; 


A, 
Flavobacteriales; 


ial sequence 2683309 26847 
Flavobacteriales; 
Flavobacteriales; 
Flavobacteriales; 
ial sequence 2710175 2711547 Cellulophaga 


Flavobacteriales; 


Flavobacteria; 


80 gi| 219878147 |ref|NR_025286.1 


Flavobacteriaceae; 
gi|219878124 


Cellulophaga. 


80 ref |NR_025263.1 


80 gi|219857640|ref|NR_025229.1 
Flavobact 
80 gi|219857613|ref|NR_025202.1 
RNA, partial sequence 2179421 218088 
Flavobacteriales; Flavobacteria 
gi|219857612|ref|NR_025201.1 
sequence 180937 218240 
Flavobacteriales; Flavobacte 
gi| 219857465 |ref|NR_025053.1 
sequence 2391886 239336 
Flavobacteria; Flavobacteriales; Flavoba 
80 gi| 219857443 |ref|NR_025031.1 
2422553 242399 
Flavobact 
219857432 |ref|NR_025020.1 
2432948 2434422 Flavob 
Flavobacteriaceae; Flav 


219857200|ref|NR_024828.1 


80 


is} 


80 


80 gi 
partial sequence 


80 gi 


Flavobacteriaceae; Cellulophaga. 


ref|NR_024790.1 


80 


Vitellibacter 
71073086 Vitellibacter 


Flavobacteriaceae; 


Capnocytophaga 


1172900 1174354 Capnocytophaga ochracea DSM 


Capnocytophaga. 
Brachyspira murdochii 


1177428 1178868 Brachyspira murdochii DSM 12563 
Spirochaetales; Brachyspiraceae; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Promicromonospora 
romonospora aerolata 


Promicromonosporaceae Hi 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Flavobacterium 
acterium frigoris 


Flavobacterium. 


Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 
Pedobacter cryoconitis 


er. 
Cellulophaga fucicola 


Cellulophaga baltica 


61 Cellulophaga baltica Bacteria; 


Mesonia algae strain 
a; Bacteroidetes; 


Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Zobellia 

8 Zobellia 

cteriaceae; Zobellia. 
Aequorivita 

1 Aequorivita 

eriaceae; Aequorivita. 
Flavobacterium 
acterium frigidarium 
obacterium. 

Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


Zobellia amurskyensis 


Flavobacteriaceae; Zobellia. 
80 gi|219857199|ref|NR_024827.1 
ial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Flavobacteriaceae; Zobellia. 
80 gi|219857198|ref|NR_024826.1 
ial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Flavobacteriaceae; Zobellia. 
80 gi|219857181|ref|NR_024809.1 


Cellulophaga pacifica 


pacifica Bacteria; 


Arenibacter 


gi|219857162 Pal 
2737379 273875 
Flavobacteriales; Flavobacter 


9 Arenibacter 
iaceae; Arenibacter. 


74888 


limicola strain S 
Bacteria; 


74888 


amylolyticum stra 
amylolyticum Bact 


74888 


mesophilum strain 
mesophilum Bacter 


74888 


gingivalis strain 
gingivalis Bacter 


74888 


filamentus strain 
Bacteria; 


74888 


franzmannii strai 
Bacteria; 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteroidetes; 


in MBIC4355 16S riboso: 
eria; 


MBIC1140 16S ribosoma 
ia; 


ATCC 33624 16S riboso: 
ia; 
Bacteroidetes; 


n 301 16S ribosomal RN 
Bacteroidetes; 


2743109 2743070 41 


Flavobacteria; 
2812149 2812110 41 


Bacteroidetes; 
2813643 2813604 41 


Bacteroidetes; 
3607404 3607365 41 


Bacteroidetes; 
3681740 3681701 41 


Flavobacteria; 
3793972 3793933 41 


Flavobacteria; 
3844078 3844039 41 


80 


80 


80 


80 


80 


80 


gi 


T-82 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


gi 


gi 


gi 


gi 


215 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


gi 


A, partial sequence 


219857159 


219857109 


mal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 


219857108 


1 RNA, partial sequence 


Flavobacteria; Flavobacteriales; 


219846502 


mal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 


219846450 


219846368 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 


hibernum Bacteria; 


74888 


centenum strain I 
centenum Bacteria; 
Rhodospirillum. 


74888 


strain KMM 6020 1 
Bacteroidetes; 


74888 


KMM 6031 16S ribo 
Flavobacteria; 


74888 


strain KMM 3951 1 
Bacteroidetes; 


74888 


strain KMM 3949 1 
Bacteroidetes; 


74888 


strain KMM 3947 1 
Bacteroidetes; 


74888 


sedimenticola str 
sedimenticola Bac 


74888 


strain KMM 3941 1 
Bacteroidetes; 


74888 


strain KMM 3912 1 
Bacteroidetes; 


74888 


strain P43/6/78 1 
Spirochaetes; 


74888 


strain CA15-8 16S 


74888 


strain SW49 16S r 
Bacteroidetes; 


74888 


piechaudii strain 
piechaudii Bacter 


74888 


strain GTC848 16S 
Firmicutes; 


74888 


oligotrophica str 
oligotrophica Bac 


74888 


ammonificans stra 
ammonificans Bact 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteroidetes; 


6S ribosomal RNA, part 
Flavobacteria; 


somal RNA, partial seq 
Flavobacteriales; 


6S ribosomal RNA, part 
Flavobacteria; 


6S ribosomal RNA, part 
Flavobacteria; 


6S ribosomal RNA, part 
Flavobacteria; 


ain KMM 3903 16S ribos 
teria; 


6S ribosomal RNA, part 


Flavobacteria; 


Flavobacteria; 


Lactobacillales; 


3978387 3978348 69 


3988567 3988528 41 


3991536 3991497 41 


4088310 4088271 41 


4089801 4089762 41 


4091290 4091251 41 


4092786 4092747 41 


Bacteroidetes; 
4094267 4094228 41 


4115300 4115261 41 


4188914 4188839 30 


4200926 4200887 41 


4229747 4229708 41 


Flavobacteriales; 


Flavobacteriales; 


Flavobacteriales; 


Flavobacteria; 


Flavobacteriales; Flavobacteriaceae; Pola 
80 gi|219846333|ref|NR_025923.1 
3842717 384417 

Flavobacteriales; Flavobacteriac 

108 gi|219846240|ref|NR_025830.1 
3977072 397838 

Rhodospirillales; Rhodosp 

80 gi|219846233|ref|NR_025823.1 


80 


80 


80 


80 


80 


80 


80 


105 


80 


ribosomal RNA, partial sequence 


80 


ibosomal RNA, partial sequence 
Flavobacteria; 


Proteobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


gi 


gi 


omal RNA, partial 
Flavobacteria; 


gi 


gi 


gi 


gi 


AM 14193 16S ribosomal RNA, partial sequence 


ial sequence 3987206 39886 
Flavobacteriaceae; 


219846231 


uence 3990163 3991609 Pibocella 


Flavobacteriaceae; Pibocella. 


219846161 


ial sequence 4086933 40883 
Flavobacteriaceae; 


219846160 


ial sequence 4088431 40898 
Flavobacteriales; 


219846159 


ial sequence 4089922 40913 
Flavobacteriales; 


219846158 
sequence 


Flavobacteriales; 


219846157 


ial sequence 4092900 40943 
Flavobacteriales; 


219846141 


6S ribosomal RNA, partial sequence 4113936 41153 
Flavobacteriaceae 


219846084 


6S ribosomal RNA, partial sequence 4187537 41889 
Spirochaetales; Brachyspiraceae; Brachyspira. 


219846075 


4199561 42010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


219846049 


4228378 42297 


strain ED 11/3LLK 16S ribosomal RNA, partial sequence 


Aquificae; Aquificales; 


Desulfurobacteriaceae; 


2741727 2743201 Flavob 
Flavobacteriaceae; 


3680374 3681813 Polari 
Flavobacteriaceae; 


3792606 3794045 Polari 


ref |NR_024787.1 


ref |NR_024737.1 

2810779 281222 
Flavobacte 
ref |NR_024736.1 

2812273 281371 
Flavobacteri 
ref|NR_026094.1 

3606022 360747 
Flavobacteri 
ref|NR_026041.1 
Pola 


ref|NR_025959.1 


Aquimarina. 
ref|NR_025821.1 
ponti Bacte 
ref|NR_025751.1 
Maribacter. 
ref|NR_025750.1 
Maribacter. 
ref|NR_025749.1 
Maribacter. 
ref|NR_025748.1 
4091411 409284 


ref|NR_025747.1 
Arenibacter. 

ref|NR_025731.1 
; Ulvibacter. 
ref|NR_025674.1 


ref|NR_025665.1 
31 Arthrobacter 
; Micrococcaceae 
ref |NR_025639.1 


Flavobacterium 
acterium limicola 


Flavobacterium. 


Tenacibaculum 

2 Tenacibaculum 

riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Capnocytophaga 

4 Capnocytophaga 

aceae; Capnocytophaga. 
Polaribacter 

bacter filamentus 

ribacter. 
Polaribacter 

bacter franzmannii 

ribacter. 
Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Rhodospirillum 

6 Rhodospirillum 

irillaceae; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 
Flavobacteriaceae; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 
Flavobacteriaceae; 


Maribacter 
9 Maribacter 


Flavobacteriaceae; Maribacter. 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 
Flavobacteriaceae; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Flavobacteriales; Flavobacteriaceae; Aequorivita. 
1472362 1472324 70 108 gi|224581405|ref|NR_027186.1| Achromobacter 
EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
2925470 2925432 70 108 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Streptococcaceae; Streptococcus. 
3912854 3912808 62 108 gi|219846286|ref|NR_025876.1| Agromonas 
ain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
teria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
408840 408799 37 78 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
in HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
eria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 
604350 604309 37 78 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 


602905 604369 Thermovibrio ruber Bacteria; 


Thermovibrio. 


74888  Bacteria_16S 960233 960188 36 80 gi|265678405|ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

74888  Bacteria_16S 1050523 1050482 37 78 gi| 265678345 |ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

74888  Bacteria_16S 1231704 1231639 40 104 gi|219878275|ref|NR_025414.1| Thermocrinis albus 


strain HI 11/12 16S ribosomal RNA, 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 
Bacteria_16S 
thermolithotrophum strain BSA 16S ribosomal RNA, partial 
thermolithotrophum Bacteria; Aquificae; Aquificales; 
Bacteria_16S 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 
Bacteria_16S 


74888 


74888 


74888 


2088443 2088402 37 


2475164 2475123 41 


2476659 2476618 41 


78 


82 


82 


strain 4822 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


74888 
terrae strain IFO 


Actinokineospora. 
74888 


74888 


Bacteria_16S 
subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; 


hydrogenophilus s 
hydrogenophilus B 


74888 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


74888 


spinosum strain D 
spinosum Bacteria; 
Verrucomicrobium. 


74888 


strain DSM 9442 1 
Thermotogae; 


74888 


strain FT2-B 16S 
Tenericutes; Moll 


74888 


acidophilum strai 
Bacteria; Aquific 


74888 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


Thermotogales; 


2760912 2760844 40 


2824222 2824157 40 


2996617 2996552 40 


3152068 3152011 36 


Proteobacteria; 


3364874 3364830 33 


3451959 3451886 36 


3908351 3908274 29 


3957670 3957605 40 


979990 979922 41 


108 


15668 16S ribosomal RNA, partial sequence 27595 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


104 


104 


train Z-829 16S ribosomal RNA, partial sequence 
acteria; Aquificae; Aquificales; Aquificaceae; H 


93 


in KMS2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


78 


SM 4136 16S ribosomal RNA, partial sequence 
Verrucomicrobia; Verrucomicrobiae; Verrucomicr 


108 


6S ribosomal RNA, partial sequence 3450571 34520 


Thermotogaceae; Thermotoga. 


105 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


104 


n 3H-1 16S ribosomal RNA, partial sequence 39562 
ae; Aquificales; Aquificaceae; Hydrogenobaculum. 


108 


strain II-2 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
74888 
ATCC 49989 strain 


Sphingobacteria; 
Bacteria_16S 


1505551 1505503 58 


Sphingobacteriales; 


106 


complete sequence 1230306 1231793 Thermocrinis 


gi|219878131 


gi|219857400 


gi| 219857399 
2475319 24767 
gi|219857146 


gi| 219856908 


gi| 219846926 


gi| 219846821 


Desul 
gi|219846674 


gi| 219846609 


gi| 219846289 
3906969 39084 


gi|219846254 


gi| 265678391 
978631 98004 
Saprospiracea 
gi| 219846440 


sequence 
Desulfurobacteriaceae; 


Pseudonocardineae; 


Hydrogenobacter. 


164-47 16S ribosomal RNA, partial sequence 


ATCC 49989 Bacter 


74888 


glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 
glaciale Bacteria; 


74888 


Bacteria_16S 


Bacteria_16S 


ia; 


Bacteroidetes; 


Firmicutes; 
2106626 2106558 41 


3067948 3067904 64 


Clostridia; 


Clostridiales; 


108 


Flavobacteria; 


108 


Eubac 

gi|219878116 

Flavobacteriales 
gi|219846877 


strain M663-98-1 
Firmicutes; 
74888 
strain Hk501 16S 
Spirochaetes; 
74888 


74888 


Spirochaetes; 


74888  Bacteria_16S 13325 13251 30 105 gi| 265679055 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

74888  Bacteria_16S 536162 536123 41 80 gi| 265678695 


strain NO-502 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 


Spirochaetales; 
Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia bur 
Bacteria_16S 
strain HT31 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Incertae 
16S 3915801 3915761 40 80 gi 
ribosomal RNA, partial sequence 
Spirochaetaceae; Borrelia 
3917217 3917177 40 80 gi 


3934197 3934157 40 80 gi 


16S ribosomal RNA, partial sequence 3066573 30679 
Bacillales; Bacillales Family XI. 
Bacteria_ 
3914434 39158 


3915851 3917216 Borre 


3932829 39341 
Spirochaetaceae; Borrelia. 


Sedis; 
219846284 


; Borrelia 


Gemella. 


albus DSM 14484 


ref|NR_025270.1| Desulfurobacterium 
2087053 2088498 Desulfurobacterium 
Desulfurobacterium. 
ref|NR_024988.1| Mycoplasma 
2473825 2475268 Mycoplasma 
Mycoplasma. 
ref|NR_024987.1| Mycoplasma fastidiosum 
73 Mycoplasma fastidiosum Bacteria; 


ref|NR_024774.1| Actinokineospora 
56 2761026 Actinokineospora terrae 
Actinosynnemataceae; 


ref|NR_024729.1|] Hydrogenobacter 
2822817 2824313 Hydrogenobacter 
ref|NR_026518.1] Hydrogenobacter 
2995219 2996732 Hydrogenobacter 
ydrogenobacter. 
ref|NR_026413.1| Desulfovibrio 
3150676 3152184 Desulfovibrio 
fovibrionales; Desulfovibrionaceae; 


ref|NR_026266.1| Verrucomicrobium 
3363492 3364983 Verrucomicrobium 
obiales; Verrucomicrobiaceae; 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


ref|NR_025879.1| Ureaplasma felinum 
41 Ureaplasma felinum Bacteria; 


ref|NR_025844.1| Hydrogenobaculum 
75 3957710 Hydrogenobaculum acidophilum 


ref|NR_028693.1| Lewinella cohaerens 
8 Lewinella cohaerens Bacteria; 
e; Lewinella. 
ref|NR_026031.1| Eubacterium saphenum 
1504208 1505550 Eubacterium saphenum 
teriaceae; Eubacterium. 
ref|NR_025255.1| Brumimicrobium 
105286 2106656 Brumimicrobium 
; Cryomorphaceae; Brumimicrobium. 
ref|NR_026469.1| Gemella palaticanis 
47 Gemella palaticanis Bacteria; 


ND 


ref|NR_025874.1| Borrelia tanukii 
00 Borrelia tanukii Bacteria; 
burgdorferi group. 


219846283|ref|NR_025873.1| Borrelia turdi strain 
lia turdi Bacteria; Spirochaetes; 

gdorferi group. 

219846271|ref|NR_025861.1| Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


ref |NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 


ref|NR_029000.1| Arcicella aquatica 


534808 536267 Arcicella aquatica Bacteria; 
Sphingobacteriales; Flexibacteraceae; Arcicella. 


74888 
Bacteria; Proteob 
74888 
strain Z-7191 16S 
Firmicutes; Clost 
74888 
japonensis strain 
Bacteria; Bactero 
74888 
capitovis strain 
capitovis Bacteri 
Corynebacteriacea 
74888 
ruhlandii strain 
Bacteria; Proteob 
74888 
strain SMCC W459 
Firmicutes; Clost 
74888 
strain VPI-C6-61 
Firmicutes; Clost 
74888 
strain CCUG 41628 
Bacteria; Fusobac 
74888 
strain MUP 1182 1 
Actinobacteria; A 
74888 
strain LYP 16S ri 
Proteobacteria; D 
74888 
strain A417 16S r 
Tenericutes; Moll 
74888 
tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 
74888 
urinaehominis str 
urinaehominis Bac 
74888 
strain 534-30 16S 
Planctomycetes; P 
74888 
strain DSM 2588 1 
Bacteroidetes; Sp 
74888 
strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 
74888 
neutrophila strai 
neutrophila Bacte 
Halorhodospira. 
74888 
narugense strain 
Bacteria; Firmicu 
74888 
strain DZZM 328 1 
Actinobacteria; A 
Corynebacterium. 
74888 
strain Y12-2 16S 
Bacteroidetes; Fl 
74888 
strain Y10-2 16S 
Bacteroidetes; Fl 
74888 
strain Kol5a 16S 
Aquificae; Aquifi 


Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


728735 728688 62 108 gi 


acteria; Gammaproteobacteria; Chromatial 
892145 892075 36 108 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
1062542 1062503 41 80 gi 
758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1856600 1856553 62 108 gi 
CCUG 39779 16S ribosomal RNA, partial 


e; Corynebacterium. 

1457284 1457250 74 108 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2599456 2599410 62 108 gi 


en 
ri 


ridia; Clostridiales; Peptococcaceae; De 


2792614 2792576 70 108 gi 
ridia; Clostridiales; Lachnospiraceae; C 
1783537 1783472 42 105 gi 
16S ribosomal RNA, partial sequence 

teria; Fusobacteriales; Fusobacteriace 
2148971 2148930 40 80 gi 


ae 


6S ribosomal RNA, 
ctinobacteridae; Actinomycetales; Cory 
2473775 2473746 79 108 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
3909878 3909801 29 105 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


ne 


Ss; 


ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
941560 941521 41 80 gi 


ne 


hingobacteria; Sphingobacteriales; Chiti 
1251239 1251192 62 108 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 
1787987 1787944 66 108 gi 
3301 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacter 


n SG 
ria; 


eq 
ia 


2740173 2740142 50 81 gi 
16S ribosomal RNA, partial sequen 
Clostridia; Thermoanaerobacterale 
3436753 3436706 62 108 gi 


Na8g2 
tes; 


ce 
S; 


ctinobacteridae; Actinomycetales; Coryne 


4226803 4226764 41 80 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


gi 


Flavobact 


265678563 


265678450 
890778 89219 
ceae; 
265678336 
ce 
iales; 
219878297 
sequence 

a; Actinobacteria; Actinobacteridae; Actinomycet 


224581416 


219857269 
16S ribosomal RNA, partial sequence 2598095 25994 


219878348 
219857636 
complete sequence 2147582 21491 


219857401 
2472404 24737 


219846288 
3908492 39099 


10292 10260 44 76 gi| 265679057 
2 16S ribosomal RNA, partial sequence 8961 
acteria; Gammaproteobacteria; Alteromonadales; P 

651626 651586 68 108 gi| 265678617 
ain CCUG 42038b 16S ribosomal RNA, partial seque 
teria; Firmicutes; Lactobacillales; Aerococcacea 

2012287 2012219 41 108 gi| 219878188 


2010901 20124 


265678418 
6S ribosomal RNA, partial sequence 940206 94166 


219857412 


219878344 


219857161 


219846619 
6S ribosomal RNA, partial sequence 3435424 34367 


219846051 
4225434 42268 


72737 


es; Ecto 


Oren 


10611 
Chi 


ce 14559 
ales; Al 


Oprococc 


17821 
Sneath 


’ 


bacterin 


Syntrop 


tomyceta 


nophagac 


12499 


es; Cory 


uence 
Chroma 


’ 


27388 
Thermod 


bacterin 


eriaceae 


4228275 4228236 41 80 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
291837 291799 40 78 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 


gi 


Flavobact 


gi 


74888 


Bacteria_16S 


1075935 1075909 82 108 gi 


219846050 
4226906 42283 


265678866 
290399 29196 


265678327 


eriaceae 


sulfotomacul 
219857122 
16S ribosomal RNA, partial sequence 2791299 27926 


Thiorhodospira 
odospira sibirica 
thiorhodospiraceae; Thiorhodospira. 
ref|NR_028752.1| Orenia sivashensis 
7 Orenia sivashensis Bacteria; 
ia. 
ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_025436.1 

1855266 185659 
ales; Corynebact 


ref|NR_028867.1 
0 728734 Thiorh 


Chitinophaga 
ophaga japonensis 
hitinophaga. 

Corynebacterium 
9 Corynebacterium 
erineae; 


’ 


ref|NR_027197.1] Achromobacter 

66 1457283 Achromobacter ruhlandii 
caligenaceae; Achromobacter. 
ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 

um. 
ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 

us. 
ref |NR_025487.1 
75 1783536 Sneath 
ia. 
ref|NR_025225.1 
14 Mycobacterium 


Sneathia sanguinegens 
ia sanguinegens 


Mycobacterium parmense 
parmense Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 
haceae; Smithella. 

ref|NR_025878.1| Ureaplasma diversum 

69 Ureaplasma diversum Bacteria; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


ref|NR_029365.1 
10291 Pseudo 
seudoalteromonad 


Aerococcus 
651625 Aerococcus 


ref 
nce 


NR_028922.1 
650305 

e; Aerococcus. 

ref|NR_025327.1| Planctomyces maris 

04 Planctomyces maris Bacteria; 

ceae; Planctomyces. 

ref|NR_028720.1| Chitinophaga pinensis 

3 Chitinophaga pinensis Bacteria; 

eae; Chitinophaga. 

ref|NR_025000.1| Mycobacterium kubicae 

18 1251238 Mycobacterium kubicae 

nebacterineae; Mycobacteriaceae; 


ref |NR_025483.1 
1786631 178798 
tiales; Ectothio 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


ref|NR_024789.1 
10 2740172 Thermo 


Thermodesulfobium 
desulfobium narugense 
esulfobiaceae; Thermodesulfobium. 
ref|NR_026211.1| Corynebacterium auris 
52 Corynebacterium auris Bacteria; 

eae; Corynebacteriaceae; 


ref|NR_025641.1| Aequorivita crocea 
55 Aequorivita crocea Bacteria; 
; Aequorivita. 
ref|NR_025640.1| Aequorivita lipolytica 
27 Aequorivita lipolytica Bacteria; 
; Aequorivita. 
ref|NR_029172.1| Aquifex pyrophilus 
2 Aquifex pyrophilus Bacteria; 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 


ref |NR_028629.1] Rhodococcus 
1074605 1075935 Rhodococcus 


tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Rhodococcus. 
2690572 2690534 40 


Nocardiaceae; 
74888  Bacteria_16S 


caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; 


74888  Bacteria_16S 3911407 3911330 29 


78 gi 


105 gi 


canigenitalium strain D6P-C 16S ribosomal RNA, partial 


canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 


74888 #Bacteria_16S 218998 218930 41 


limnophilus strain Mu 290 16S ribosomal RNA, 


limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomy 
Planctomyces. 
74888  Bacteria_16S 278192 278120 36 108 gi| 265678875 


strain Ben 16S ribosomal RNA, partial sequence 


108 gi 


complete sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


74888 Bacteria_16S 695428 695360 41 


108 gi 


brasiliensis strain DSM 5305 16S ribosomal RNA, partial 


brasiliensis DSM 
Planctomyces. 

74888 #Bacteria_16S 
strain SE3104 16S 


5305 Bacteria; 


1852131 1852099 76 


Planctomycetes; 


ribosomal RNA, partial sequence 


108 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


74888  Bacteria_16S 978481 978414 40 


geysericola strain GC-42 16S ribosomal RNA, partial sequence 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiph 


74888 Bacteria_16S 2496256 2496234 86 108 gi| 219857386 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae 
74888  Bacteria_16S 817959 817930 76 105 gi| 265678501 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 81658 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroida 
74888 Fungi_16S 1377 1308 40 108 gi| 265678352 


106 gi 


276812 27827 


Planctomycetacia; 


1850849 18521 


219857196 
Hydr 
219846287 


sequence 


265678917 


265678586 
sequence 


219878301 


Rhodospiri 
265678392 


1514 


ref|NR_024824.1| Hydrogenivirga 
2689164 2690655 Hydrogenivirga 
ogenivirga. 
ref|NR_025877.1] Ureaplasma 
3910020 3911499 Ureaplasma 
e; Ureaplasma. 
ref|NR_029225.1] Planctomyces 
217606 219133 Planctomyces 
cetales; Planctomycetaceae; 


ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 


ref|NR_028891.1] Planctomyces 
694091 695537 Planctomyces 
Planctomycetales; Planctomycetaceae; 


ref|NR_025440.1| Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 


llaceae; Roseospira. 
ref|NR_028694.1| Herpetosiphon 
977181 978580 Herpetosiphon 


onaceae; Herpetosiphon. 
ref|NR_024974.1] Streptococcus 
2494920 2496256 Streptococcus 
; Streptococcus. 
ref|NR_028804.1| Selenihalanaerobacter 
1 817998 Selenihalanaerobacter shriftii 
ceae; Selenihalanaerobacter. 
ref|NR_028654.1| Nocardia arthritidis 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 


Nocardia arthritidis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

74888 Fungi_16S 2886 2817 40 108 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

74888 Fungi_16S 4424 4355 40 108 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

74888 Fungi_16S 5984 5915 40 108 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

74888 Fungi_16S 7540 7471 40 108 gi| 265678348 |ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

74888 Fungi_16S 9042 8973 40 108 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

74888 Fungi_16S 10528 10459 40 108 gi|219857197|ref|NR_024825.1| Nocardia sienata 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


Actinobacteria; 
74888 


Fungi_16S 12009 11940 40 


Actinobacteridae; Actinomycetales; Corynebacterin 


108 gi 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 


10588 


219857175 


al sequence 10639 


Nocardia sienata Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024803.1| Nocardia 
12137 Nocardia 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

74888  Archaea_16S 29334 29266 36 104 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 
indicus strain SL43 16S ribosomal RNA, partial sequence 27994 29402 Methanocaldococcus indicus 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

74888 Archaea_16S 84479 84434 36 81 gi|254971318|ref|NR_028236.1| Methanosphaera 
stadtmanae DSM 3091 16S ribosomal RNA, partial sequence 83122 84546 Methanosphaera stadtmanae 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanosphaera. 

74888  Archaea_16S 147553 147528 35 60 gi|254971267|ref|NR_028185.1| Thermoplasma volcanium 


GSS1 16S ribosomal RNA, partial sequence 
Euryarchaeota; Thermoplasmata; 
74888 Archaea_16S 8768 

strain Nankai-3 


8744 36 


Thermoplasmatales; 


146236 147646 Thermoplasma volcanium Archaea; 


60 gi 


16S ribosomal RNA, partial sequence 7439 


Euryarchaeota; Methanococci; Methanococcales; Methanoco 


74888  Archaea_16S 13260 13192 36 


alaskense strain AK-5 16S ribosomal RNA, partial sequence 


104 gi 


Thermoplasmataceae; 


265678835 
8832 


265678817 


ccaceae; Methanococcus. 


Thermoplasma. 
ref|NR_029140.1| Methanococcus aeolicus 
Methanococcus aeolicus Archaea; 


11948 


ref |NR_029122.1| Methanococcoides 
13316 Methanococcoides alaskense 


Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanococcoides. 


74888 Archaea_1 
profundus strain 
Archaea; Euryarc 
74888 
vulcanius strain 
Archaea; Euryarc 
74888 
hollandica DMS1 

Archaea; Euryarc 
74888 


80656 


80656 


80656 


luridiscabiei Bac 


Streptomycetaceae 


80656 
cineracea strain 


cineracea Bacteri 
Streptomycetaceae 


80656 
strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


80656 
strain ATCC 25495 


haeota; Archaeoglobi; Archaeoglobales; 
Archaea_16S 


haeota; Methanococci; Methanococcales; 
Archaea_16S 


Bacteria_16S 
luridiscabiei str 


Bacteria_16S 


Bacteria_16S 


6S 23590 23526 40 104 gi 
AV18 16S ribosomal RNA, partial sequen 


2 


35160 35096 40 104 gi 
M7 16S ribosomal RNA, partial sequence 
164109 164041 36 


104 gi 


189430 189406 36 60 


gi 


968013 967984 1 30 


gi 


2246070 2246043 1 28 gi 
ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2247646 2247619 1 28 gi 
ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2842583 2842556 1 
SK-3255 16S ribosomal RNA, 


e; 


’ 


e; 
7 


28 gi 
complete se 


; Kitasatospora. 


3918820 3918793 1 
16S ribosomal RNA, 


28 gi 
complete sequence 
Stre 
28 gi 
complete sequence 


pt 
3920400 3920373 1 
16S ribosomal RNA, 


ce 


les; 


ae; 


65678632 


Methanococ 
265678398 
equence 

Actino: 


219857568 
ue 


nce 


219857567 
ue 


nce 


219856895 


qu 
a; Actinobacteria; Actinobacteridae; Act 


ence 


219846281 
39187 
omycinea 
219846280 
39203 


22211 
Archaeoglo 
265678399 
33808 
Methanocal 
254971256 
16S ribosomal RNA, partial sequence 162778 16422 
haeota; Methanomicrobia; Methanosarcina 
Archaea_16S 
okinawensis IH1 16S ribosomal RNA, partial sequence 188085 18947 
Archaea; Euryarchaeota; Methanococci; Methanococcales; 
Bacteria_16S 
cheerisanensis strain YC75 16S ribosomal RNA, partial s 
cheerisanensis Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; Kitasatospora. 
Bacteria_16S 
puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


Metha 
254971237 


Actinomycet 


Actinomycet 


inomycet 


ref|NR_028937.1 
23710 Archae 
baceae; Archaeog 
ref|NR_028701.1 
35231 Methan 


Archaeoglobus 
oglobus profundus 
lobus. 

Methanocaldococcus 
ocaldococcus vulcanius 
dococcaceae; Methanocaldococcus. 
ref|NR_028174.1| Methanomethylovorans 
6 Methanomethylovorans hollandica 
nosarcinaceae; Methanomethylovorans. 
ref|NR_028155.1| Methanothermococcus 
6 Methanothermococcus okinawensis 
caceae; Methanothermococcus. 
ref|NR_028700.1| Kitasatospora 

967981 969477 Kitasatospora 
mycetales; Streptomycineae; 


ref|NR_025156.1 
2246040 224756 
ales; Strept 


Streptomyces 
5 Streptomyces 
omycineae; 


ref|NR_025155.1 
2247616 224914 
ales; Strept 


Streptomyces 
2 Streptomyces 
omycineae; 


ref|NR_024714.1 
2842551 284406 
ales; Streptomyc 


Kitasatospora 
5 Kitasatospora 
ineae; 


, 


ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

80656 Bacteria_16S 3921981 39219541 28 gi| 219846279 |ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

80656  Bacteria_16S 3923562 39235351 28 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

80656  Bacteria_16S 3925143 3925116 1 28 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

80656  Bacteria_16S 3926724 3926697 1 28 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

80656 Bacteria_16S 3928304 3928277 1 28 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
80656 Bacteria_16S 131983 131957 4 30 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

80656 Bacteria_16S 827240 827214 1 27 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

80656 Bacteria_16S 828814 828788 1 27 gi|265678493|ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

80656 Bacteria_16S 225157 225132 1 26 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
80656 Bacteria_16S 228170 228145 1 26 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
80656 Bacteria_16S 296618 296593 1 26 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 


strain F 628 16S 
Actinobacteria; A 


ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


296587 297949 Mycobacterium terrae Bacteria; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


80656 Bacteria_16S 422908 422883 1 26 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

80656 Bacteria_16S 616828 616803 1 26 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

80656 Bacteria_16S 810495 810470 1 26 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

80656 Bacteria_16S 898464 898435 1 30 gi| 265678445 |ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

80656 Bacteria_16S 2147609 2147584 1 26 gi|219857636|ref|NR_025225.1| Mycobacterium parmense 


strain MUP 1182 1 


80656 
strain KMM 3637 1 


80656 
strain V 5-2 16S 
Firmicutes; Clost 
80656 
strain NCTC 279 1 
Firmicutes; Clost 
80656 
proteolyticum str 
Bacteria; Firmicu 
80656 
strain 22 16S rib 
Firmicutes; Clost 
80656 
strain McClung 20 
Bacteria; Firmicu 
80656 
beijerinckii stra 
beijerinckii Bact 
80656 
strain IP 2227 16 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
80656  Bacteria_16S 328518 328494 1 25 gi| 265678841 |ref 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequenc 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
Sedis; Sedimentibacter. 

80656 Bacteria_16S 345499 345475 1 25 gi| 265678827 |ref 


strain 39 16S rib 
Firmicutes; Bacil 
80656 
borstelensis stra 
borstelensis Bact 
80656 
kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 
80656 
suicloacalis stra 


80656 
strain 1480D 16S 
Firmicutes; Bacil 
80656 


Firmicutes; Bacil 
80656 
strain ATCC 35185 
Bacteria; 


80656 


Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osomal RNA, partial sequence 
Bacteria_16S 


eria; 
Bacteria_16S 


Bacteria_16S 


ribosomal RNA, partial sequence 


Bacteria_16S 
strain T7 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 

maitriensis strain Sl 
Firmicutes; 


6S ribosomal RNA, 


4119978 4119953 1 26 gi 


153213 153189 1 25 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 
165513 165489 1 


gi 
Clostridiaceae; 


25 gi 


ridia; Clostridiales; 


180599 180575 1 


Clostridiaceae; 
25 gi 
tes; Clostridia; Clostridiales; 
200597 200573 1 25 
osomal RNA, partial sequence 
ridia; Clostridiales; 
208380 208356 1 25 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
209933 209909 1 25 


gi 


gi 


Firmicutes; Clostridia; 
211486 211462 1 25 
S ribosomal RNA, partial sequence 


eria; 
gi 


Brevibacillus. 
25 gi 


lales; Paenibacillaceae; 
346968 346944 1 


Firmicutes; Bacillales; 


436948 436924 1 25 gi 


e; Amycolatopsis. 
772059 772035 1 25 gi 
Firmicutes; Lactobacillales; 
1006387 1006363 1 25 gi 
lales; Bacillaceae; Bacillus. 
1007840 1007816 1 25 gi 
lales; Bacillaceae; Bacillus. 

1523767 1523743 1 25 gi 
ribosomal RNA, partial sequence 
Clostridia; 
1634555 1634531 1 25 gi 
16S ribosomal RNA, partial sequence 


Bacillales; Planococcaceae; 


16S 


80656 


Bacteria_16S 


3608996 3608972 1 25 gi 


complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


ococcineae; 
265678960 
153188 15467 
Oxobacter. 
265678952 
6S ribosomal RNA, partial sequence 165488 16699 


345474 34689 


265678826 
in Logan B4029 16S ribosomal RNA, partial sequen 
Paenibacillaceae; 
265678763 
ain NRRL B-24129 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycet 
265678531 
in PPC79 16S ribosomal RNA, partial sequence 
suicloacalis Bacteria; 
Bacteria_16S 


265678372 
1007814 10092 


219857527 


Clostridiales; Veillonellaceae; 
219878453 
1634530 1635961 Planoc 
Planococcus. 

219846499 


ref 


ref 


ref 


ref 


Clos 


ref 


ref 


Clos 
ref 


Clostri 
ref 


ref 


Brev 
ref 


ref 


ref 


ref 


ref 


14 Mycobacterium 
nebacterineae; 
219846137 
6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


4 182073 Clostr 


tae Sedis; H 
NR_029231.1 
tridium. 
NR_029230.1 
209908 211410 
diaceae; Clo 
NR_029229.1 


e 328486 329942 


2 Brevibacillus 


ce 346943 348361 


772034 773579 
Carnobacteriaceae 
265678373 
1006359 10077 


Mycobacteri 
NR_025727.1 


NR_029268.1 


NR_029260.1 


NR_029250.1 


tridium. 
NR_029237.1 


NR_029146.1 
stridiales F 


NR_029132.1 


NR_029131.1 
ibacillus. 
NR_029068.1 


436922 
Pseudo 


ales; 
NR_028835.1 
; Atopostipe 
NR_028675.1 
NR_028674.1 


NR_025115.1 


s 


eae; 


amily XI. 


parmense Bacteria; 

aceae; Mycobacterium. 
Brevibacterium celere 
73 Brevibacterium celere Bacteria; 
Brevibacteriac 


Brevibacterium. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 
Clostridium. 
265678942 
ain CG 16S ribosomal RNA, partial sequence 18057 
Clostridiaceae; 

265678929 
200572 20203 
Clostridiales Family XI. Incer 
265678923 
208355 209857 Clostr 
Clostridiaceae; 
265678922 
in McCoyA 67 16S ribosomal RNA, partial sequence 
Clostridiales; 
265678921 
211461 21296 


Clostridium 


idium proteolyticum 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 
elcococcus. 

Clostridium sporogenes 
idium sporogenes 


Clostridium 
Clostridium 


stridium. 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Sedimentibacter 
Sedimentibacter 
Incertae 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Amycolatopsis 


438427 Amycolatopsis 
nocardineae; 


Atopostipes 
Atopostipes 


Bacillus mucilaginosus 
63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Selenomonas sputigena 


1523742 1525238 Selenomonas sputigena 


Sel 
ref 


enomonas. 
NR_025592.1 


ref 


NR_026091.1 


Planococcus 


occus maitriensis 


Planococcus kocurii 


strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 3610400 Planococcus kocurii Bacteria; 


Firmicutes; Bacil 


lales; Planococcaceae; Planococcus. 


80656 Bacteria_ 


strain NCIMB 1493 


16S 3610476 3610452 1 25 gi 


16S ribosomal RNA, partial sequence 


219846498 


36104 


ref |NR_026090.1 
51 3611882 Planoc 


Planococcus citreus 
occus citreus Bacteria; 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 

80656 Bacteria_16S 51511 51488 1 24 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

80656  Bacteria_16S 83093 83070 1 24 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

80656 Bacteria_16S 86122 86099 1 24 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

80656 Bacteria_16S 99857 99834 1 24 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

80656 Bacteria_16S 206825 206802 1 24 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

80656 Bacteria_16S 243718 243695 1 24 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

80656 Bacteria_16S 245190 245167 1 24 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

80656  Bacteria_16S 261618 261595 1 24 gi| 265678885 |ref|NR_029191.1]| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

80656 Bacteria_16S 302529 302506 3 26 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

80656  Bacteria_16S 320715 320692 1 24 gi| 265678846 |ref|NR_029151.1]| Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

80656 Bacteria_16S 323899 323876 3 26 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

80656 Bacteria_16S 325428 325405 3 26 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

80656 Bacteria_16S 326952 326929 3 26 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

80656 Bacteria_16S 375126 375103 1 24 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

80656 Bacteria_16S 376722 376699 1 24 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


XILO1 16S ribosomal RNA, 


Actinobacteridae; 
80656 
xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 
80656 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 
80656 
strain XILO8 16S 
Actinobacteria; A 
Xylanibacterium. 
80656 
antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 
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F89 16S ribosomal 
Flavobacteria; Fl 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


complete sequence 
Actinomycetales; Micrococcineae; Micr 
396604 396581 1 24 gi 
in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 
Cellulomonas. 

402805 402782 1 24 gi 
YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

405906 405883 1 24 
ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Micr 


’ 


v 


gi 


419807 419784 1 24 gi 
KM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


, 


424501 424478 3 
RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 


26 gi 


80656 


Bacteria_16S 


405881 40739 


424476 425990 Formo 
Formosa. 


376697 378215 Agromyces 


obacteriac 
265678790 
equence 
Actinomy 


’ 


265678786 
quence 
Actinomyce 


265678784 


265678774 
sequence 
tinomyceta 


265678771 


432221 432198 1 24 gi 


ococcineae; 


ulmi Bacter 


265678766 


ia; Actinobacteria; 


eae; Agromyces. 
ref|NR_029095.1] Cellulomonas 
396579 398094 Cellulomonas 
cetales; Micrococcineae; 
ref|NR_029091.1| Streptomyces 
402781 404300 Streptomyces 
tales; Streptomycineae; 
ref|NR_029089.1| Xylanibacterium ulmi 
3 Xylanibacterium ulmi Bacteria; 
; Promicromonosporaceae; 
ref|NR_029079.1| Brevibacterium 
419777 421277 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 
ref|NR_029076.1| Formosa algae strain 
sa algae Bacteria; Bacteroidetes; 
ref|NR_029071.1| Paenibacillus 


favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 


Bacteria; Firmicu 


tes; Bacillales; Paenibacillaceae; 


Paenibacillus. 


80656 
putterlickiae str 
putterlickiae Bac 
Streptomycetaceae; 
80656 Bacteria_16S 
strain YIM 31530 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
80656 Bacteria_16S 478099 478076 1 24 gi 
brisbanense strain W6743 16S ribosomal RNA, partial seq 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

80656 Bacteria_16S 479648 479625 1 24 gi 
boenickei strain W5998 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


Bacteria_16S 435365 435342 1 24 gi 
ain F18-98 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

461400 461377 1 


24 gi 


16S ribosomal RNA, partial sequence 461374 46285 


265678764 
sequence 


ref 


265678743|ref 
ionibacter 
265678732 
uence 
Actinomyc 


ref 


etal 


265678731 
nce 47962 
ales; Cory 


ref 


435340 43687 
e; Actinomycet 


478074 47957 


3 481120 Mycob 
neba 


NR_029069.1 
1 


ales; Strep 


NR_029048.1 
e; Nocardio 
NR_029037.1 


2 
es; Coryneb 
NR_029036.1 


cterineae; 


ib 


i 


a 


a 
M 


Kitasatospora 
Kitasatospora 
omycineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
inea 


daceae; Kribbella. 
Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


80656 Bacteria_16S 510407 510384 1 24 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

80656 Bacteria_16S 537878 537855 1 24 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

80656 Bacteria_16S 572913 572890. 1 24 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

80656 Bacteria_16S 734818 734795 1 24 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

80656 Bacteria_16S 781383 781360 1 24 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

80656 Bacteria_16S 785952 785929 1 24 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

80656 Bacteria_16S 796633 796610 1 24 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

80656 Bacteria_16S 801312 801289 1 24 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

80656 Bacteria_16S 884731 884708 1 24 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 


Bacteria; Actinob 
Rathayibacter. 

80656 Bacteria_16S 
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acteria; Actinobacteridae; Actinomycet 


896881 896858 1 24 
ribosomal RNA, partial sequence 


gi 
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ales; Micrococ 


265678446 |ref 


6 Enterococcus 


cineae; Micr 


NR_028748.1 


obacteriaceae; 


Enterococcus avium 


avium Bacteria; 


Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

80656 Bacteria_16S 910827 910804 1 24 gi| 265678437 |ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

80656 Bacteria_16S 932460 932437 1 24 gi|265678423|ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

80656 Bacteria_16S 938663 938640 1 24 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

80656 Bacteria_16S 981645 981622 3 26 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 
strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

80656 Bacteria_16S 995727 995704 1 24 gi|265678380|ref|NR_028682.1| Granulicatella elegans 


strain B1333 16S ribosomal RNA, complete sequence 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granuli 
80656 Bacteria_16S 1018411 1018388 3 26 gi 
succinus subsp. succinus strain AMG-D1 16S ribosomal RN. 

Staphylococcus succinus subsp. 
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complete se 
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gi 
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0 Granulicatella elegans Bacteria; 


NR_028667.1| Staphylococcus 
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Bacillales; Staphylococcus. 
NR_028654.1| Nocardia arthritidis 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
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80656 Bacteria_16S 1116914 1116891 1 24 gi| 265678297 |ref 
strain I-273 16S ribosomal RNA, partial sequence 1116890 11182 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

80656 Bacteria_16S 1131980 11319571 24 gi| 253680768 |ref 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Brevibacterium. 
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1113865 1113842 1 24 gi| 265678299 |ref 
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253680753 
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Oceanobacillus. 
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80656 


strain IMSNU 2200 


80656 


strain KK19 16S r 
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Nocardia shimofusensis 
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Alicyclobacillus 
1 Alicyclobacillus 
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98 Bacillus funiculus Bacteria; 
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Firmicutes; Bacilla 
2149189 2149166 1 


2164238 2164215 1 


2232446 2232423 1 


24 


24 
uence 


24 


gi 


4 16S ribosomal RNA, partial sequence 
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strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Tsukamurellaceae; 
80656 
xinjiangensis str 
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Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


80656 
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2408601 2408578 1 24 gi 
90002 16S ribosomal RNA, partial seque 
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66 2907143 Willia 
eae; Williamsiac 
ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 

2908741 291023 
ref |NR_026427.1 
129667 313104 
obacteroidaceae; 
ref|NR_026355.1 


Ww 


mM. 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Streptococcus 
5 Streptococcus 


Clostridium 
2 Clostridium 
stridium. 
Desulfotomaculum 
otomaculum alkaliphilum 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Alicyclobacillus 
lobacillus pomorum 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 
occineae; 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 
occineae; 


eae; Leucobacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 

Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Staphylococcus 

0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Streptomyces 


griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 


griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


Strept 


omycineae; 


80656 
subrutilus strain 


Bacteria_16S 


Streptomycetaceae; 
80656 Bacteria_16S 
strain NRRL 2418 


Streptomyces. 
80656 Bacteria_16S 
strain DSM 40089 


3447461 3447438 1 
DSM 40445 16S ribosomal RNA, 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3449027 3449004 1 
16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3484007 3483984 1 
16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces 


24 


24 


24 


Actinobacteria; Actinobacteridae; Actinomycetales; 


80656 Bacteria_16S 


3485574 3485551 1 


24 


complete 


complete sequence 


gi 


gi 


gi 


gi 


219846611 
sequence 
Actinomycetales; 


219846610 
3449003 3450520 Streptomyces caelestis 


Streptomycineae; Streptomycetaceae; 


219846586 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 


bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3490200 3490177 1 
DSM 40221 16S ribosomal RNA, partial 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3551113 3551090 1 
ribosomal RNA, partial sequence 
Clostridiales; 
3640680 3640657 1 


Streptomycetaceae; 
80656 Bacteria_16S 
mashuensis strain 


Streptomycetaceae; 
80656 Bacteria_16S 
strain IndiB4 16S 
Firmicutes; 
80656 


Clostridia; 
Bacteria_16S 


24 


24 


24 


Clostridiaceae; 


gi 


gi 
3551089 35 


gi 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
3642205 3642182 1 


Streptomycetaceae; 
80656 Bacteria_16S 


24 


gi 


Actinomycetales; 
219846582 
sequence 


Actinomycetales; 


219846542 


526 


Actinomycetales; 


219846477 


mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 


mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3643737 36437141 
strain OS-3256 16S ribosomal RNA, partial sequence 


Streptomycetaceae; 
80656 Bacteria_16S 


24 


gi 
3643713 36 


Actinomyc 


219846476 


451 


Actinobacteria; Actinobacteridae; Actinomycetales; 


80656 


halophilum strain SEBR 3139 16S ribosomal RNA, partial 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; 


80656 


thermophilus stra 
thermophilus Bact 


80656 


lacurosei strain 
Bacteria; 


80656 


strain Q-1 16S ri 
Bacteroidetes; 


80656 


strain ATCC 29800 
Bacteroidetes; 


80656 


strain ATCC 29147 
Bacteroidetes; 


80656 


strain 50-1 BON 1 


Firmicutes; Clostridia; 
Mahella. 
80656 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


80656 


strain HD9 16S ri 
Actinobacteria; Actinoba 


80656 


strain DSA1 16S r 
Actinobacteria; Actinoba 


80656 


velocicrescens st 
velocicrescens Ba 


80656 


strain Tab-4c 16S 
Tenericutes; Moll 


80656 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


Bacteroidia; 


Bacteroidia; 


Bacteroidia; 


icutes; 


bosomal 


ibosoma 


rain MQ 
cteria; 


riboso 
icutes; 


3652851 3652828 1 


3677319 3677296 1 


Deferribacteres; 
3841147 38411241 


H200 16S ribosomal RNA, 
Firmicutes; 


Clostridia; 
3862360 3862337 3 


3863880 3863857 3 


3866922 3866899 3 


4076098 4076075 1 


4079259 4079236 3 


4109318 4109295 1 


4110885 4110862 1 


4135199 4135176 3 


4136764 4136741 3 


4138330 4138307 3 


24 


24 


24 


26 


bosomal RNA, partial sequence 
Bacteroidales; 


26 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


26 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


24 


6S ribosomal RNA, partial sequence 4076074 40 
Thermoanaerobacterales; 


26 


ibosomal RNA, partial sequence 
Entomoplasmatales; 


24 


RNA, partial sequence 
cteridae; Actinomycetales; 


24 


1 RNA, partial sequence 
cteridae; Actinomycetales; 


26 


-4 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


26 


mal RNA, partial sequence 
Entomoplasmatales; 


26 


complete sequence 
Halanaerobiales; 


Rikenellaceae; 


Rikenellaceae; 


Porphyromonadaceae; 


219846469 
sequence 


gi 


gi|219846452 


in BMA1 16S ribosomal RNA, partial sequence 
Deferribacterales; 


gi| 219846334 


gi| 219846320 


3862330 38638 
Rikenel 


gi| 219846319 


gi| 219846317 


gi|219846168 


gi|219846166 


4079234 40807 
Spiroplasmataceae; 


gi|219846145 


4109294 41108 
Propionibacter 


gi|219846144 


4110861 41123 
Propionibacter 


gi|219846123 


Entomoplasmatal 


gi|219846122 


4136739 41382 
Spiroplasmataceae; 


gi|219846121 


syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 


syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; 


Peptococcaceae; 


Deferr 


38411 
Halanaerobiace 


38638 
Alistipes. 


38668 
Po 


776 
Thermoanaerobacte 


Sp 


Sp 


ref|NR_026203.1 


ref|NR_026202.1 
ref 


NR_026178.1 


3485550 348706 


ref |NR_026134.1 


ref |NR_026070.1 
3640656 364213 


ref|NR_026069.1 
3642181 364366 
etales; 


ref |NR_026068.1 
93 Kitasatospora 


ref|NR_026061.1 

3652827 365435 
Desul 
ref|NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiu 
ref|NR_025910.1 


la. 
ref|NR_025909.1 
52 3865319 Alisti 
ref|NR_025907.1 


rphyromonas. 
ref|NR_025758.1 


rales Family IV. 


ref|NR_025756.1 
iroplasma. 
ref|NR_025735.1 


ineae; Nocardioi 
ref|NR_025734.1 


ineae; Nocardioi 
ref|NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


rs 


es; 
ref 


iroplasma. 


Streptomyces 


3447437 3448952 Streptomyces 
Streptomycineae; 


Streptomyces caelestis 


Streptomyces galbus 


galbus Bacteria; 
Streptomycineae; Streptomycetaceae; 
219846585 


Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 
Caloramator. 
219846478 


Kitasatospora 
0 Kitasatospora 


Streptomycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 


Streptomycineae; Streptomycetaceae; Kitasatospora. 


Desulfotomaculum 

2 Desulfotomaculum 

fotomaculum. 
Deferribacter 

5 Deferribacter 

ferribacter. 

Halanaerobium 

erobium lacurosei 

m. 

Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Porphyromonas levii 


93 3868368 Porphyromonas levii Bacteria; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


ref|NR_025711.1 
138305 413982 
Spiroplasmatac 


rs 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 


80656 


sabaudiense strai 
sabaudiense Bacte 


80656 


strain HYOS-1 16S 
Tenericutes; Moll 


80656 


strain TN-1 
Tenericutes; Moll 


80656 


leptinotarsae strain LD- 
leptinotarsae Bacteria; 


80656 


lampyridicola strain PUP 
lampyridicola Bacteria; 


80656 


strain M55 16S ri 
Tenericutes; Moll 


80656 


strain TABS-2 16S 
Tenericutes; Moll 


80656 


strain 23-6 16S r 
Tenericutes; Moll 


80656 


strain CUAS-1 16S 
Tenericutes; Moll 


80656 


strain AES-1 16S 
Tenericutes; Moll 


80656 


strain EC-1 16S r 
Tenericutes; Moll 


80656 


chrysopicola stra 
chrysopicola Bact 


80656 


strain CCH 16S ri 
Tenericutes; Moll 


80656 


alleghenense stra 
alleghenense Bact 


80656 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae; 


80656 


strain BAL-1 16S 
Chrysiogenetes; C 


80656 


strain 27 16S rib 


80656 


strain ST50 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


n Ar-13 
ria; 


riboso 
icutes; 


ribosomal RNA, 
icutes; 


bosomal 
icutes; 


riboso 
icutes; 
icutes; 


riboso 
icutes; 


ribosomal RNA, 
icutes; 
icutes; 


in DF-1 
eria; 


bosomal 
icutes; 


4139896 4139873 3 


4141462 4141439 3 


4143026 4143003 3 


4144592 4144569 3 


4146159 4146136 3 


4147724 4147701 3 


4149289 4149266 3 


4150844 4150821 3 


ibosomal RNA, partial 
Entomoplasmatales; Spiroplasmataceae; 


4152272 4152249 3 


4153838 4153815 3 


4155403 4155380 3 


ibosomal RNA, partial 
Entomoplasmatales; 


4156969 4156946 3 


4158535 4158512 3 


26 


26 


mal RNA, partial sequence 
Entomoplasmatales; 


26 


partial sequence 
Entomoplasmatales; 


26 


26 


26 


RNA, partial sequence 
Entomoplasmatales; 


26 


mal RNA, partial sequence 
Entomoplasmatales; 


26 
sequence 


26 


mal RNA, partial sequence 
Entomoplasmatales; 


26 


partial sequence 
Entomoplasmatales; 


26 
sequence 


26 


26 


RNA, partial sequence 
Entomoplasmatales; 


gi 


gi 


4141437 41429 
Spiroplasmataceae; 


gi 


4143001 41445 
Spiroplasmataceae; 


gi 


1B 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


gi 


-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


gi 


219846120 


43 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Entomoplasmatales; 


219846119 


219846118 


219846117 


219846116 


219846115 


4147699 41492 


Spiroplasmataceae; 


gi 


219846114 


4149264 41507 


Spiroplasmataceae; 


gi 


gi 


Spiroplasmataceae; 


219846113]|ref|NR_025703.1 
4150819 4152196 Sp 
Spiroplasma. 
219846112|ref|NR_025702.1 
4152247 4153762 Sp 
Spiroplasma. 
219846111]|ref|NR_025701.1 


gi 


4153813 41553 


Spiroplasmataceae; 


gi 


219846110 


4155378 41568 


Spiroplasmataceae; 


gi 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


gi 


219846109 


Entomoplasmatales; 


219846108 


4158509 41600 


Spiroplasmataceae; 


ref 
41 


ref 


ref 


ref 
41 


Entomoplasmatales; Spiroplasmata 


ref 
41 


Entomoplasmatales; Spiroplasmata 


ref 


ref 


ref 


ref 
41 


ref 


Spiroplasmatace 


68 Sp 


Spiroplasmatac 


NR_025710.1 
39871 414138 


NR_025709.1 


NR_025708.1 


NR_025707.1 
44567 414608 


NR_025706.1 
46134 414764 


NR_025705.1 


NR_025704.1 


NR_025700.1 


NR_025699.1 
56944 415845 


NR_025698.1 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 
Spiroplasma. 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 
Spiroplasma. 


Spiroplasma 

3 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 
Spiroplasma. 


Spiroplasma helicoides 


iroplasma helicoides Bacteria; 
Spiroplasma. 


Spiroplasma floricola 


iroplasma floricola Bacteria; 


Spiroplasma diminutum 


iroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 
Spiroplasma. 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 
Spiroplasma. 


Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 
Spiroplasma. 


Bacteria_16S 4160100 4160077 3 26 gi|219846107|ref|NR_025697.1| Spiroplasma 
in PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

Bacteria_16S 4204102 4204079 1 24 gi|219846072|ref|NR_025662.1| Streptomyces 
n VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

Streptomyces. 

Bacteria_16S 130416 130394 1 23 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
hrysiogenales; Chrysiogenaceae; Chrysiogenes. 

Bacteria_16S 136518 136496 1 23 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
osomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

Bacteria_16S 139605 139583 1 23 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 

ibosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
Bacteria_16S 144105 144083 1 23 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 


80656 


strain 55134 16S 


80656 Bacteria_16S 
strain PCL 16S ri 
Fusobacteria. 

80656 Bacteria_16S 


strain W6 16S rib 
Firmicutes; 


80656 


strain 6VI 16S ri 
Firmicutes; 


80656 


strain 113-1 16S 
Firmicutes; Erysi 


80656 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


148534 148512 3 


150089 150067 3 


Clostridiales; 
182147 182125 3 


Clostridiales; 
185253 185231 3 


186822 186800 3 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


25 


bosomal RNA, partial sequence 


25 


osomal RNA, partial sequence 
Clostridia; 


25 


bosomal RNA, partial sequence 
Clostridia; 


25 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


25 


144082 14559 


Micr 


gi 


265678963 


148511 15001 


gi 


265678962 


150066 15156 
Clostridiaceae; 


gi 


265678941 


182124 18361 
Clostridiaceae; 


gi 


265678939 


185230 18674 


gi 


elotrichac 
265678938 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


ococcineae; 


ref 


ref 


ref 


ref 


eae. 
ref 


NR_029271.1 


NR_029270.1 


NR_029249.1 


NR_029247.1 


5 Jonesia denitrificans Bacteria; 
Jonesiaceae; J 


onesia. 
Clostridium rectum 


5 Clostridium rectum Bacteria; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 
Clostridium. 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 
Clostridium. 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


NR_029246.1 


Clostridium 


186799 188298 Clostridium 


80656 


80656 


80656 


80656 


80656 
H 1 16S ribosomal 
Clostridia; 


80656 Bacteria_16S 645807 645785 1 23 gi|265678620|ref|NR_028925.1 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
80656 Bacteria_16S 647334 647312 1 23 gi| 265678619 |ref|NR_028924.1 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

80656 Bacteria_16S 755285 755263 1 23 gi| 265678542 |ref|NR_028846.1 


VKM Ac-1800 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
strain 19 16S rib 
Clost 
Bacteria_16S 


80656 


Firmicutes; 
80656 
strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 

80656 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 
80656 
strain IEGM 16S r 


80656 
strain 213E 16S r 


80656 
strain NS51 16S r 
Firmicutes; Lacto 
80656 
str. Twist 16S ri 
Bacteria; Actinob 
80656 
texasensis strain 
texasensis Bacter 
Actinosynnematace 
80656 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
80656 
strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


80656 
vibrioides strain 
vibrioides Bacter 
80656 
strain DSM 2875 1 
Firmicutes; Clost 
80656 
strain DSM 5090 1 
Firmicutes; Clost 
80656 


Bacteria_16S 
abactoclasticum s 
abactoclasticum B 
Bacteria_16S 
californicum stra 
californicum Bact 
Bacteria_16S 
strain 70-159 16S 
Tenericutes; Moll 
Bacteria_16S 
xiligouense strai 
xiligouense Bacte 
Promicromonospora 
Bacteria_16S 


Clost 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ridiales; Veillonellaceae; Sporomusa. 


ibosomal RNA, partial sequence 
oc 
845576 845554 3 

osomal RNA, partial sequence 


25 gi 


ibosomal RNA, partial sequence 
ne 
918625 918603 1 23 
ibosomal RNA, partial sequence 


gi 


ne 
1023138 10231161 23 

ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1316247 1316225 1 23 
bosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 
1535887 1535865 1 23 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

ae; Saccharothrix. 

1537449 1537427 1 23 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1539009 1538987 1 23 gi 
38 16S ribosomal RNA, partial sequence 


gi 
Streptococ 


gi 
al 


al 
Ac 


1 


do 
1879621 1879599 1 23 gi 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
1881205 1881183 1 23 gi 


ue 
le 


ridia; Clostridiales; Veillonellaceae; 


1882779 1882757 1 23 gi 


s 


ridia; Clostridiales; Veillonellaceae; S 


755262 75674 


265678482 
845553 84708 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
880152 880130 1 23 gi| 265678458 |ref|NR_028760.1 
37 16S ribosomal RNA, partial sequence 880129 881579 Lentze 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; A 
912355 912333 1 23 gi|265678436|ref|NR_028738.1 
train NRRL B-3298 16S ribosomal RNA, partial sequence 912332 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
ae; Lechevalieria. 
917062 917040 1 23 gi| 265678433 |ref|NR_028735.1 


917039 91855 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 265678432 
918602 92011 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 265678362 


1023111 10246 


228715851 
1316224 13177 


219857378 


219857377 
Actinomyc 


219857376 


219878279 


219878278 
6S ribosomal RNA, partial sequence 1881182 18827 


219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


7 Mi 
ref 


crobacteriac 
NR_028785.1 


occineae 


Gordoniacea 
NR_028734.1 


bacterineae; 


ref 
bacterineae; Gordoniacea 
ref |NR_028664.1 
30 Streptococcus 
cus. 
ref|NR_027540.1 
Micrococcineae; Trop 
ref |NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


es; 


sequenc 
tinomyce 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


sequence 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_025418.1 

1879598 188113 
onellaceae; Prop 
ref|NR_025417.1 
05 Sporomusa 


15389 
nocardin 


nce 


s; Veill 


poromusa. 
ref|NR_025416.1 
88 Sporomusa 


poromusa. 


1884362 1884340 1 23 gi 


219878276 


ref 


298023 298001 3 25 gi|265678861|ref|NR_029167.1| Anaeroplasma 
train 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
acteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
299524 299502 3 25 gi|265678860|ref|NR_029166.1| Mycoplasma 
in ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
301019 300997 3 25 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
388920 388898 1 23 gi|265678795|ref|NR_029100.1| Myceligenerans 
n XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Myceligenerans. 
642647 642625 1 23 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 


Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 


Kocuria polaris strain 
ria; Actinobacteria; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Clostridium scindens 


1 Clostridium scindens Bacteria; 


Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 


donocardineae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Streptococcus mitis 
mitis Bacteria; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Saccharothrix 

5 Saccharothrix 

ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Propionispora 

1 Propionispora 

ionispora. 

Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


NR_025415.1 


Sporomusa acidovorans 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Veillonellaceae; S 


poromusa. 


80656 
subterraneus stra 
Bacteria; Firmicu 
80656 
albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 
80656 
strain O 16S ribo 


80656 
strain I 16S ribo 


80656 
spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 
80656 
strain K97-0003 1 


80656 
confusum strain D 
confusum Bacteria 
Corynebacteriacea 
80656 
acetireducens str 
acetireducens Bac 
80656 
strain NCFB 3026 
Fusobacteria; Fus 
80656 
strain NCFB 2890 
Firmicutes; Lacto 
80656 
congolense strain 
congolense Bacter 
80656 
aichiense strain 
Bacteria; Actinob 
Mycobacterium. 
80656 
strain 358 16S ri 
Actinobacteria; A 
80656 
modestum strain G 
modestum Bacteria 
80656 
burtonensis strai 
burtonensis Bacte 
80656 
strain S-16 16S r 
Tenericutes; Moll 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2311603 2311581 1 23 gi 
in 34 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Geobacil 
2551876 2551854 1 23 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


nc 
lu 


al 


2576586 2576564 1 23 gi 
oc 


2578014 2577992 1 23 gi 
oc 
2587298 2587276 1 23 gi 
Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 

2723762 2723740 1 


23 gi 


3096691 3096669 1 23 gi 
MMZ 2439 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3482454 3482432 1 23 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3499194 3499172 3 25 gi 


qu 
ti 


al 
di 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; ct 


3613508 3613486 1 23 


bacillales; Carnobacteriaceae; Alloiococ 


219857521 


e 
s. 


23115 


219857342 


25518 
es; 


219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


219857276 


nce 


219857172 
6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


omonospori 
219846857 


ence 
nomyceta 


219846587 


sequenc 
ales; Cl 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 


erium. 


219846496 
16S ribosomal RNA, partial sequence 3613485 36150 


cus. 


3675740 3675718 1 23 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
226664 226639 1 26 gi 
49005 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


se 
ia 


nc 
al 


229678 229653 1 26 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
231181 231160 3 24 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
263217 263196 3 24 gi 
n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
273776 273755 3 24 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 
ne 


ra 


v 


se 
ac 


se 
VO. 


219846453 


quence 
les; Hal 


265678911 


22663 
Cory 


e 
es; 


265678909 
229646 23110 


bacterin 


265678908 


quence 
teriacea 


265678884 


quence 
bacteria 


265678877 
273748 27524 


Stre 


occineae 
219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occineae; 


inomycet 


80656 


strain R85-13-6 1 
Proteobacteria; 


80656 


Bacteria_16S 


E 
Bacteria_16S 


295083 295062 5 


601366 601345 3 


26 gi 


24 gi 


mesophilus strain 
Bacteria; Bactero 
80656 
strain CK74 16S r 
Firmicutes; Clost 
80656 
strain B14 16S ri 
Bacteroidetes; Ba 
80656 
strain HKU4 16S r 
Firmicutes; Lacto 
80656 
haemoperoxidus st 
haemoperoxidus Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2SM29 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
683309 683288 1 22 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
728821 728800 3 24 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
775206 775185 1 22 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
830347 830326 1 22 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 


80656 
strain AMX51 16S 


Bacteria_16S 


842491 842470 5 26 gi 
ribosomal RNA, partial sequence 


265678863 


6S ribosomal RNA, partial sequence 295056 29653 
psilonproteobacteria; Campylobacterale 


s; Helicob 
265678651 
ence 60134 
s; Flavoba 
265678593 


683287 68472 


Clostridiu 
265678562 


728785 73027 


ae; Prevot 
265678529 


775183 77669 


occus. 
265678492 
quence 
nterococca 
265678484 


ref|NR_025109.1 
80 2313074 Geobac 


ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


ref 
lomo 
7 Ce 
ref 
lomo 


NR_024914.1 
nas iranensi 
1lulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref |NR_024907.1 

2587275 258874 
ales; Propioniba 


, 


ref|NR_024800.1 


neae; Micromonos 
ref |NR_026449.1 

3096668 309807 
les; Corynebacte 


ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref |NR_026168.1 
73 Cetobacterium 


ref|NR_026088.1 


ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref |NR_029219.1 
2 228087 Mycoba 
nebacterineae; M 


ref|NR_029217.1 
3 Mycobacterium 
eae; Mycobacteri 
ref|NR_029216.1 

231154 232668 
e; Propionigeniu 
ref|NR_029190.1 

263191 264674 
les; Flavobacter 
ref |NR_029183.1 


ref |NR_029169.1 
6 Helicobacter 
acteraceae; Heli 
ref|NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref |NR_028898.1 


m. 
ref|NR_028866.1 
ella. 
ref |NR_028833.1 
4 Streptococcus 


ref|NR_028795.1 
830324 831835 
ceae; Enterococc 


Geobacillus 
illus subterraneus 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Friedmanniella 
9 Friedmanniella 
cterineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Corynebacterium 

1 Corynebacterium 

rineae; 


Clostridium 

2 Clostridium 
ostridium. 
Cetobacterium 
ceti Bacteria; 


ceti 


Alloiococcus otitis 


09 Alloiococcus otitis Bacteria; 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Propionigenium 
Propionigenium 
m. 
Psychroserpens 
Psychroserpens 
iaceae; Psychroserpens. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 

Gelidibacter 

bacter mesophilus 
dibacter. 

Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Streptococcus sinensis 
sinensis Bacteria; 


Enterococcus 
Enterococcus 
us. 


ref|NR_028787.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


Bosea minatitlanensis 


842468 843949 Bosea minatitlanensis Bacteria; 


80656 Bacteria_16S 886269 886248 1 22 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

80656 Bacteria_16S 930906 930885 3 24 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
80656 Bacteria_16S 983225 983204 5 26 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

80656 Bacteria_16S 1074627 1074606 1 22 gi|265678327|ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

80656 Bacteria_16S 1109280 1109259 3 24 gi|265678302|ref|NR_028604.1]| Collinsella 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 

80656 Bacteria_16S 1127453 11274325 26 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 


pametensis Bacter 
Helicobacter. 
80656 
CMS 76r 16S ribos 


Bacteria_16S 


ia; Pro 


1138032 1138011 3 
omal RN 


teobacteria; Epsilonproteobacte 


24 gi 


A, complete sequence 1138010 1139535 Leifs 


ria; Campy 


253680764 


lobacterales; He 


ref 
onia 


NR_028012.1 
rubra Bacte 


licobacteraceae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
80656 Bacteria_16S 1156173 1156152 3 24 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 
80656 Bacteria_16S 1203184 1203163 3 24 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
80656 Bacteria_16S 1204693 1204672 3 24 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
80656 Bacteria_16S 1206201 1206180 3 24 gi|228715354|ref|NR_027526.1| Catenibacterium 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Catenibacterium mitsuokai DSM 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 
80656 Bacteria_16S 1293485 1293464 3 24 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
80656 Bacteria_16S 1317780 1317759 3 24 gi| 228715349 |ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
80656 Bacteria_16S 1320864 1320843 3 24 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
80656 Bacteria_16S 1374123 1374102 3 24 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 
80656 Bacteria_16S 1669661 1669640 3 24 gi|219878428|ref|NR_025567.1| Clostridium bolteae 


strain 16351 16S 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

80656  Bacteria_16S 1697079 1697058 3 24 gi| 219878409 |ref|NR_025548.1 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

80656 Bacteria_16S 1720012 1719991 3 24 gi|219878394|ref|NR_025533.1 
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ibosomal RNA, partial sequence 
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teria; Proteobacteria; Gammaproteobact 


ae 
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16S ribosomal RNA, partial sequence 1719990 17214 
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59 Cetobacterium 
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ref|NR_025254.1 
ce 2106707 210823 
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e sequen 
ia; Pseu 


36 Clostridium bolteae Bacteria; 


Microbacterium 
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17 Prevotella albensis Bacteria; 
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9 Alkanindiges 
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gi 
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ND 
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7 Actinomyces 


hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


80656 Bacteria_16S 2302427 2302406 5 26 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

80656 Bacteria_16S 2317605 2317584 5 26 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
80656 Bacteria_16S 2319195 23191745 26 gi|219857516|ref|NR_025104.1| Stenotrophomonas 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 
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Bacteria; 
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Firmicutes; 


80656 
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frigidicarnis Bac 


80656 
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80656 


strain SEBR 4211 
Firmicutes; 


80656 
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Bacteroidetes; 


80656 


strain EHS11 16S 
Bacteroidetes; 


80656 


limicola strain S 
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80656 


Bacteria_16S 


Bacteria_16S 
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Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
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Bacteroidetes; 


16S ribosomal RNA, 


Clostridia; 


teria; 


in MMB1 16S ribosomal RNA, 
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Clostridia; 


Bacteroidetes; 


Proteobacteria; 
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Flavobacteria; 
2464785 2464764 3 


Lactobacillales; 
2466403 2466382 3 


Clostridiales; 
2568790 2568769 3 


Firmicutes; 
2585714 2585693 5 


Proteobacteria; 
2615082 2615061 3 


Clostridiales; 
2699628 2699607 3 


Bacteroidales; 
2701171 2701150 3 


Bacteroidales; 
2741749 2741728 3 


Flavobacteria; 
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rain AMX 19 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


24 


n A2i 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


24 


complete sequence 
Lactobacillaceae; 


24 


ribosomal RNA, partial sequence 
Clostridiaceae; 


24 


ain SPL77A 16S ribosomal RNA, partial 
Clostridia; 


26 


complete sequence 
Gammaproteobacteria; 


24 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Family XII. 


24 


ribosomal RNA, partial sequence 


Bacteroidia; Prevotellaceae; 


24 


ribosomal RNA, partial sequence 


Bacteroidia; Prevotellaceae; 


24 


T-82 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


24 


Clostridiales; 


lugdunensis strai 
lugdunensis Bacte 
80656 
strain ATCC 43959 
Bacteria; Firmicu 
80656 
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Bacteria_16S 
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16S 
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n ATCC 43809 16S ribosomal RNA, partial sequence 
Staphylococcus. 
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Xan 
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Clostridiu 
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gi] 219857255 
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Prevot 
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Flavoba 
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gi 


gi 
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gi 
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ref |NR_025020.1 
48 2434422 Flavo 
cteriaceae; 
ref |NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024993.1 


m. 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024908.1 
2585691 258722 
Oceanospirillal 
ref |NR_024886.1 
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ref |NR_024667.1 
27 2913320 Staphy 


3 Stenotrophomonas 
nthomonadaceae; 


Flavobacterium 
acterium frigidarium 


Flavobacterium. 


Lactobacillus mucosae 
acillus mucosae 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Clostridium 
8 Clostridium 
ostridium. 
Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 


ref|NR_024816.1| Prevotella salivae 
98 Prevotella salivae Bacteria; 
ella. 

ref|NR_024815.1| Prevotella shahii 
38 Prevotella shahii Bacteria; 

ella. 

ref|NR_024787.1| Flavobacterium 
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Bacteria_16S 
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16S 
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ribosomal RNA, partial sequence 
Staphylococcus. 


24 gi 
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ref|NR_024665.1| Staphylococcus caprae 
14 2916405 Staphylococcus caprae 
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arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 
arlettae Bacteria; 


80656 


ruminantium strai 


Bacteria_16S 


Bacteria_16S 


ruminantium Bacteria; 


80656 


strain DSM 5351 1 
Firmicutes; 


80656 


strain ATCC 33530 
Bacteria; 


80656 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


80656 


gingivalis strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


gingivalis Bacteria; 


80656 


strain 1066 16S r 


80656 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


6S ribosomal RNA, 
Bacillales; 


2916478 2916457 3 


Bacillales; 
2921081 2921060 3 


Firmicutes; Clostridia; 
3302484 3302463 3 


Salinicoccus. 
3518871 3518850 3 


3604505 3604484 3 
Bacteroidetes; 


3606044 3606023 3 


3615092 3615067 1 


3663599 3663578 1 


24 


Staphylococcus. 


24 


n GA195 16S ribosomal RNA, partial sequence 
Clostridiales; 


24 


complete sequence 3302462 33040 


24 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


24 


ATCC 33612 16S ribosomal RNA, partial 


612 Bacteria; Flavobacteria; 


24 


ATCC 33624 16S ribosomal RNA, partial sequence 


Bacteroidetes; Flavobacteria; 


26 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


22 


Flavobacterial 


gi| 219856845 


gi| 219856842 


Euba 


gi|219846719 


219846563 
35188 


gi 


219846503 
sequence 
Flav 


gi 


gi|219846502 


gi|219846495 
3615060 36165 


219846462 


ref|NR_024664.1 
2916456 291794 


ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref |NR_026311.1 
04 Salinicoccus 


ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_026095.1 
3604483 360597 
obacteriales; Fl 


ref |NR_026094.1 

3606022 360747 
es; Flavobacteri 
ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026054.1 


gi 


bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


Staphylococcus 
9 Staphylococcus 


Eubacterium 
6 Eubacterium 
cterium. 
Salinicoccus roseus 


roseus Bacteria; 


Mycoplasma genitalium 
asma genitalium 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 


3663577 366509 


Mycobacterium 
2 Mycobacterium 


80656 


strain C8ST5 16S 
Bacteroidetes; 


80656 


Bacteria_16S 


Bacteria_16S 


Flavobacteria; 


3701409 3701388 3 


3789562 3789541 3 


24 


ribosomal RNA, partial sequence 
Flavobacteriales; 


24 


gi 


3701387 37028 


Flavoba 
gi 


219846435 


cteriaceae 
219846370 


ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref|NR_025961.1 


Gelidibacter algens 


algens Bacteria; 


Acholeplasma laidlawii 


strain PG8 16S ri 
Tenericutes; Moll 
80656 
strain ATCC 29543 
Bacteria; Proteob 
80656 
acinonychis strai 
acinonychis Bacte 
Helicobacter. 
80656 
strain ST1 16S ri 
Proteobacteria; E 
80656 
F275 16S ribosoma 
Lactobacillales; 
80656 
strain 7728-L6C 1 
Bacteroidetes; Ba 
80656 
nitrofigilis stra 
Bacteria; Proteob 
80656 
cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 

80656 
strain BV1 16S ri 
Tenericutes; Moll 
80656 
aliena strain KMM 
Bacteria; Proteob 


Pseudoalteromonas. 
Bacteria_16S 


80656 
strain KMM 3809 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
3816980 3816959 5 26 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campylob 
3820035 3820014 5 26 gi 
n Eaton 90-119-3 16S ribosomal RNA, part 
ria; Proteobacteria; Epsilonproteobacter 


3821567 3821546 5 26 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
3860767 3860746 3 24 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
3865399 3865378 3 24 


gi 


gi 


cteroidia; Bacteroidales; Porphyromonada 
3868443 3868422 5 26 gi 
in CI 16S ribosomal RNA, partial sequenc 
acteria; Epsilonproteobacteria; Campylob 
3869954 3869933 5 26 gi 
ain A 169/B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Epsilonproteobact 


3883933 3883912 3 24 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4051951 40519305 26 gi 

3562 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromona 


gi 


4169152 41691315 26 gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 


3789540 37910 
aceae; Acholeplasma. 
219846351 


219846349 


219846348 
3821543 38230 


219846321 
3860745 3862279 Lacto 


219846318 
6S ribosomal RNA, partial sequence 3865370 38668 


219846316 


219846315 


219846306 
3883911 38853 


219846185 


219846100 
6S ribosomal RNA, partial sequence 4169129 41706 


38169 
acterale 


ial sequ 
ia; Camp 


Helicob 


ceae; Po 


e 38684 
acterale 


equence 
eria; Ca 


e 40519 
dales; P 


eromonad 


15 Acholeplasma laidlawii Bacteria; 
ref|NR_025942.1| Wolinella succinogenes 
54 3818434 Wolinella succinogenes 

s; Helicobacteraceae; Wolinella. 
ref|NR_025940.1| Helicobacter 

ence 3820008 3821492 Helicobacter 
ylobacterales; Helicobacteraceae; 


ref|NR_025939.1| Helicobacter muridarum 
20 Helicobacter muridarum Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025911.1| Lactobacillus reuteri 
bacillus reuteri Bacteria; Firmicutes; 


ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025906.1] Arcobacter 
19 3869879 Arcobacter nitrofigilis 
s; Campylobacteraceae; Arcobacter. 
ref|NR_025905.1] Arcobacter 

3869930 3871391 Arcobacter 
mpylobacterales; Campylobacteraceae; 


Porphyromonas macacae 
macacae Bacteria; 


ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref|NR_025775.1| Pseudoalteromonas 
28 4053458 Pseudoalteromonas aliena 
seudoalteromonadaceae; 


ref|NR_025690.1| Marinobacter excellens 
64 Marinobacter excellens Bacteria; 
aceae; Marinobacter. 


80656 


strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 41798 


Bacteria_16S 


4178380 4178359 5 


26 


gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


80656 


Fungi_16S 


25 2 1 


24 


gi 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


80656 


Fungi_16S 


6188 6165 1 


24 


strain YZ-96 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


84716 


strain DSM 7486 1 


Bacteria_16S 


3515643 35157441 


101 


gi 


6163 


gi 


6S ribosomal RNA, partial sequence 3514284 35157 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


84716 


strain DSM 7485 1 


Bacteria_16S 


3514119 35142201 


101 


gi 


6S ribosomal RNA, partial sequence 3512760 35142 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


84716 


michiganensis sub 


84716 


strain P 297/02 1 


Bacteria_16S 


Bacteria_16S 


3769789 3769890 1 


1820074 1820175 1 


101 


101 


gi 


species tessellarius strain 78181 16S 
Clavibacter michiganensis subsp. tessell 
Actinomycetales; 


Cla 
gi 


6S ribosomal RNA, partial sequence 1818718 18201 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


84716 


strain DSM 9580 1 


Bacteria_16S 


3352425 3352526 1 


101 


gi 


6S ribosomal RNA, partial sequence 3351066 33525 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


84716 
CMS 


84716 


strain IFO 15616 


76r 16S ribos 
Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


1139400 1139503 1 


2903973 2904074 1 


101 


101 


gi 


omal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Micr 


gi 


16S ribosomal RNA, partial sequence 2902597 29040 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


84716 


paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 


Bacteria_16S 


1764014 1764103 12 


101 


gi 


219846094 


hewanellac 
265678352 
1514 
nebacterin 
265678348 
7670 
nebacterin 
219846566 


ococcineae 
219846567 


ococcineae 
219846385 
ribosomal 


vibacter. 
219878323 


ococcineae 
219846683 


ococcineae 
253680764 


obacteriac 
219856854 


ococcineae 


ref |NR_025684.1 


Shewanella. 
NR_028654.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_025976.1 
RNA, partial seq 


ref |NR_025462.1 
91 Plantibacter 
; Microbacteriac 
ref|NR_026275.1 


; Microbacteriac 
ref|NR_028012.1 
onia rubra Bacte 
eae; Leifsonia. 
ref |NR_024673.1 


; Microbacteriac 


219878363 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Clavibacter 

uence 3768438 3769927 


arius Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Leifsonia rubra strain 
ria; Actinobacteria; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 


ref|NR_025502.1 
176264 


Brachybacterium 
5 1764116 Brachybacterium 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; 
84716 
VKM Ac-1800 16S r 


Bacteria_16S 
ibosomal RNA, partial sequence 


Brachybacterium. 
756641 756745 1 


101 


gi|265678542 
755262 75674 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


84716 
strain VKM Ac-180 


Bacteria_16S 


887622 887723 1 


101 


4 16S ribosomal RNA, partial sequence 


265678453 
88624 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


84716 
faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 

84716 
sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 

84716 
strain P 229/10 1 


Bacteria_16S 
M 4810 16S ribosomal RNA, partial sequence 13453 
tinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


Bacteria_16S 


1346761 1346849 12 


1760971 1761059 12 


1823132 1823233 1 


101 


101 


101 


gi|228720938 


gi| 219878365 


G 20345 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


gi|219878321 


6S ribosomal RNA, partial sequence 1821775 18232 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


84716 
strain IAM 14848 


Bacteria_16S 


2900904 2901005 1 


101 


gi| 219856856 


16S ribosomal RNA, partial sequence 2899524 29010 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


84716 
alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 
84716 


Actinobacteridae; 
84716 
strain K265 16S r 


Bacteria_16S 
in CNRZ 925 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 


Bacteria_16S 
XILO1 16S ribosomal RNA, 


3360209 3360297 12 


Brachybacterium. 
378078 378181 1 
complete sequence 


2361359 2361462 1 


101 


101 


376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Microbacteriac 
Bacteria_16S 
ibosomal RNA, partial sequence 


101 


219846677 
sequence 


gi 
partial 


gi| 265678803 


gi| 219857487 
2360002 23614 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


84716 
strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 

84716 
strain DSB MGU 15 


Bacteria_16S 


Bacteria_16S 


334600 334689 12 


349772 349874 1 


101 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


101 


-6 16S ribosomal RNA, partial sequence 


265678838 
33324 
Cory 


gi 


265678825 
34841 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


84716 
strain 14 16S rib 


Bacteria_16S 
osomal RNA, partial sequence 


1102967 1103068 1 


101 


gi| 265678308 
1101592 11031 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


84716 
halophilum strain 
Bacteria; Actinob 
Microbacterium. 

84716 
strain YIM 21741 


Bacteria_16S 
76 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 


1113667 1113769 1 


2229250 2229352 1 


101 


101 


265678300 
11123 
Micr 


gi 
sequence 


gi| 219857580 


16S ribosomal RNA, partial sequence 2227890 22293 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


84716 
strain IFO 16238 


Bacteria_16S 


2839338 2839440 1 


101 


gi| 219856898 


16S ribosomal RNA, partial sequence 2837959 28394 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


84716 
strain 801 16S ri 


Bacteria_16S 
bosomal RNA, partial sequence 


3007343 3007445 1 


101 


gi| 219846919 
3005987 30074 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


84716 
nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 
84716 
strain DSM 43045 


Bacteria_16S 
ain DSM 9573 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


3358645 3358735 12 


Brachybacterium. 
3504985 3505087 1 


101 


101 


219846678 
sequence 


gi 


gi|219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


84716 
helvolus strain D 
helvolus Bacteria 


84716 
strain FI-0169 16 


Bacteria_16S 
SM 20419 16S ribosomal RNA, partial sequence 

; Actinobacteria; Actinobacteridae; Actinomyceta 
Pseudoclavibacter. 
Bacteria_16S 
S ribosomal RNA, partial sequence 


160743 160844 1 


531602 531691 12 


101 


101 


gi| 265678956 


gi| 265678698 
530243 53169 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


Mycobacterium avi 
84716 


Bacteria_16S 


um complex (MAC). 
713185 713274 12 


101 


strain gM-1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


gi|265678574 


; Actinomycetales; 


Actinomycetales; 


ref |NR_028846.1 
; Microbacteriac 
ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref|NR_027599.1 
82 1346861 Brachy. 
Micrococcineae; 


ref|NR_025504.1 
1759669 176107 
es; Micrococcine 


ref |NR_025460.1 
; Microbacteriac 
ref|NR_024675.1 


; Microbacteriac 
ref|NR_026269.1 
3358821 336033 
Microco 
ref|NR_029108.1 
ulmi Bacter 
Agromyces. 
NR_025075.1 


eae; 
ref 


; Microbacteriac 
ref |NR_029143.1 
5 334704 Mycoba 
nebacterineae; M 


ref |NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref|NR_028610.1 


; Microbacteriac 
ref |NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 
ref|NR_025168.1 


; Microbacteriac 
ref|NR_024717.1 


; Microbacteriac 
ref|NR_026511.1 


; Microbacteriac 
ref |NR_026270.1 

3357257 335877 
Microc 
ref|NR_026165.1 
; Microbacteriac 
ref|NR_029264.1 

159387 160848 
les; Micrococcin 


ref|NR_029003.1 
4 Mycobacterium 
eae; Mycobacteri 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Brachybacterium 
3 Brachybacterium 


ae; Dermabacteraceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Brachybacterium 

2 Brachybacterium 

ccineae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Mycobacterium celatum 

cterium celatum 

ycobacteriaceae; 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 

Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Microbacterium 

acterium halophilum 

obacteriaceae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


ref |NR_028879.1 


Mycobacterium caprae 


711792 713308 Mycobacterium caprae Bacteria; 


84716 Bacteria_16S 


montefiorense strain ATCC BAA-256 16S ribosomal 
montefiorense Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 


Mycobacteriaceae; 
84716 Bacteria_16S 
fresconis strain 


Brachybacterium. 
84716 Bacteria_16S 


scrofulaceum strain ATCC 


Mycobacteriaceae; 
84716 Bacteria_16S 
strain ATCC 19422 


84716 Bacteria_16S 
strain ATCC 927 1 


84716 Bacteria_16S 


strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


84716 Bacteria_16S 


16S ribosomal 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


811858 811947 12 


1762492 1762580 12 


2130899 2130988 12 


2135420 2135509 12 


2165612 2165701 12 


2362878 2362979 1 


2969165 2969266 1 


101 


101 


101 


101 


101 


101 


101 


gi 


RNA, pa 


gi 


LMG 20336 16S ribosomal RNA, partial s 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


gi 


gi 


265678505 


219878364 
equence 


219857648 


19981 16S ribosomal RNA, partial sequence 2129523 21309 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


219857645 
21340 


219857625 


6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857486 


2361525 23629 


gi 


219846945 


phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 


phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; 
84716 Bacteria_16S 


strain 3015 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


84716 Bacteria_16S 
strain ATCC 35799 


Microlunatus. 
3625091 3625180 12 


3626636 3626725 12 


101 


101 


gi 


219846489 


3623734 36252 


gi 


16S ribosomal RNA, complete sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 
84716 Bacteria_16S 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


4063866 4063955 12 


101 


gi 
compl 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
84716 Bacteria_16S 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 
84716 Bacteria_16S 


Mycobacterium. 


4074473 4074562 12 


397968 398059 12 


xylanilytica strain XIL11 16S ribosomal RNA, 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae 


Cellulomonadaceae; 
84716 Bacteria_16S 
strain VKM Ac-179 


Cellulomonas. 


886086 886190 1 


101 


101 


gi 


strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 


gi 


complete s 


101 


gi 


9 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Rathayibacter. 
84716 Bacteria_16S 


33273 33375 1 


101 


gi 


flavescens strain 401 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Microbacterium. 
84716 Bacteria_16S 


arborescens strain DSM 20754 16S ribosomal RNA, 


159224 159326 1 


101 


gi 
partial 


arborescens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; Microbacterium. 


84716 Bacteria_16S 


1698437 1698539 1 


101 


gi 


paraoxydans strain CF36 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Microbacterium. 
84716 Bacteria_16S 
flaccumfaciens pv. 


Actinomycetales; 
84716 Bacteria_16S 


1812397 1812499 1 


3069347 3069451 1 


flaccu 
Micrococcineae; Microbacteriaceae; 


101 


101 


gi 


flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. 


Cur 
gi 


esteraromaticum strain DSM 8609 16S ribosomal RNA, part 
esteraromaticum Bacteria; Actinobacteria; Actinobacteri 


Microbacteriaceae; 
84716 


Bacteria_16S 


Microbacterium. 


3506512 3506616 1 


101 


gi 


219846488 
36252 
ales; 


219846177 


Actinomyc 


219846170 
1 sequence 


265678790 
equence 


265678454 
88470 
ales; 


265679042 
ce 31915 
ales; 


265678957 
sequence 
Actinomyc 


219878409 
ence 16970 
ales; 


219878328 


tobacteriu 
219846876 
ial sequen 
dae; Actin 


219846572 


rtial sequence 
e; Actinomycetales; 


Actinomyceta 


Corynebacterineae; 


Actinomyceta 


Corynebacterineae; 


ete sequence 4062487 40639 
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56 1698545 Microb 
cineae; Micr 
ref|NR_025467.1 
partial sequ 


m. 
ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium microti 
cterium microti 


Mycobacteriaceae; 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 

Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Microlunatus 

7 Microlunatus 

ibacterineae; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 
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Cellulomonas 
ccineae; 
Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Microbacterium 
Microbacterium 
cineae; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Curtobacterium 
ence 1811040 1812516 


Microbacterium 
0 Microbacterium 
ococcineae; 


ref|NR_026164.1 


Microbacterium barkeri 


strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 


84716 Bacteria_16S 3508030 3508132 1 101 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

84716 Bacteria_16S 3511071 3511173 1 101 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

84716 Bacteria_16S 3512595 3512697 1 101 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

84716 Bacteria_16S 3517162 3517264 1 101 gi|219846565|ref|NR_026157.1| Curtobacterium luteum 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
84716 Bacteria_16S 3518684 3518786 1 101 gi|219846564|ref|NR_026156.1| Curtobacterium citreum 


strain DSM 20528 


16S ribosomal RNA, partial sequence 3517327 35187 


98 Curtobacterium citreum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
84716 Bacteria_16S 2358318 2358419 1 101 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

84716 Bacteria_16S 2535676 2535777 1 101 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

84716 Bacteria_16S 3355522 3355610 12 101 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

84716  Bacteria_16S 222033 222090 12 69 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

84716 Bacteria_16S 565251 565324 1 71 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
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strain Se-3111 16 
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cteria; Actinobacteria; Actinobacterid 
Mycobacterium. 
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ref|NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
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Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionib 
Luteococcus. 

84716 Bacteria_16S 1115219 1115310 12 101 gi| 265678299 |ref|NR_028600.1 
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ibosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Cory 
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ctinobacteridae; Actinomycetales; 


gi 
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624219 625725 Mycobacterium palustre Bacteria; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
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; Microbacteriac 
ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacteri 
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Luteococcus peritonei 
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acteriaceae; 
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15 Hespellia stercorisuis Bacteria; 
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16S ribosomal RNA, partial sequence 2901061 29025 
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46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 


ref|NR_028940.1 


Mycobacterium palustre 


84716 Bacteria_16S 1234698 1234800 1 101 gi| 219878266 |ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

84716 Bacteria_16S 1538808 1538898 12 101 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

84716 Bacteria_16S 1821606 1821708 1 101 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 

84716 Bacteria_16S 1949431 1949533 1 101 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

84716 Bacteria_16S 2218651 2218741 12 101 gi| 219857587 |ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
84716 Bacteria_16S 2840898 2841000 1 101 gi|219856897|ref|NR_024716.1]| Agromyces luteolus 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

84716 Bacteria_16S 2955529 2955633 1 101 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

84716 Bacteria_16S 3115969 3116071 1 101 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

84716 Bacteria_16S 3448827 3448886 12 69 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

84716 Bacteria_16S 3509551 3509653 1 101 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

84716 Bacteria_16S 3664974 3665064 12 101 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

84716 Bacteria_16S 186634 186684 19 69 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

84716 Bacteria_16S 919989 920078 12 101 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
84716  Bacteria_16S 2941940 2941998 12 69 gi| 219856829 
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aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Micromonosporaceae; Virgisporangium. 
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44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
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avium subsp. para 
Corynebacterineae; 


84716 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


84716 


1787 16S ribosoma 
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Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Streptomyces 

9 Streptomyces 

mycineae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Oerskovia 


paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 


paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Cellulomonadaceae; 


84716 Bacteria_ 
strain DSM 46000 


84716 Bacteria_ 


strain Kb2 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


84716 Bacteria_ 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


84716 Bacteria_ 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


84716 Bacteria_ 


albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 
Bacteria_16S 
fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


84716 


84716 
strain HKI 0136 1 


84716 
strain DSM 44015 


Bacteria; Actinob 


84716 
strain DSM 43852 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
84716 Bacteria_16S 3477871 3477963 12 101 gi|219846591|ref|NR_026183.1 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 347797 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 
84716 Bacteria_16S 3929672 3929731 12 69 gi|219846275|ref|NR_025865.1 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
84716 Bacteria_16S 4234327 4234417 12 101 gi| 219846046 |ref|NR_025636.1 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
84716 Bacteria_16S 108853 108911 12 69 gi|265678990|ref|NR_029298.1 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 
84716 Bacteria_16S 189741 189787 24 70 gi| 265678937 |ref|NR_029245.1 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
84716 Bacteria_16S 554499 554559 12 69 gi| 265678683 |ref|NR_028988.1 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 
84716 Bacteria_16S 784320 784362 24 66 gi| 265678523 |ref|NR_028827.1 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttl 
84716 Bacteria_16S 787322 787382 12 69 gi|265678521|ref|NR_028825.1 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 
84716 Bacteria_16S 1195427 1195477 20 69 gi|228715634|ref|NR_027536.1 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carbox 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerob 
Carboxydibrachium. 
84716 Bacteria_16S 1308436 1308496 12 69 gi|228721493|ref|NR_027616.1 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partia 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Acti 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyc 
84716 Bacteria_16S 1426685 1426745 12 69 gi|224581441|ref|NR_027223.1 


Bacteria_16S 


Bacteria_16S 


Oerskovia. 


16S 1807827 1807917 12 101 gi 


16S 1810880 1810972 12 101 


bosomal RNA, partial sequence 


gi 


16S 1859597 1859687 12 101 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

16S 2233810 2233902 12 


v 


101 gi 


16S 2553237 2553296 12 69 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


2785036 2785137 1 101 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
Okibacterium. 

3040634 3040726 12 


v 


v 


101 gi 


3381516 3381606 12 101 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3398056 3398146 12 101 gi 


219878331 
16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
219878329 
1809512 18109 
ne 
219878295 
al 


219857577 


ne 
219857342 


al 


219857127 
ia 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


ne 
219846662 


al 
219846647 
16S ribosomal RNA, partial sequence 3396701 33981 


ref|NR_025470.1 


; Ce 
ref 


1llulomonadac 
NR_025468.1 


occineae 


bacterineae; Gordoniacea 
ref |NR_025434.1 
e 1858220 185970 


cetales; Coryneb 


sequenc 
Actinomy 


ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniace 
ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


22324 
bacterin 


25518 
es; Stre 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


1 sequen 
Actinomy 


ref|NR_026488.1 


bacterineae; Gordoniacea 
ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref |NR_026239.1 


33801 


es; Cory 


a 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Corynebacterium 

1 Corynebacterium 

acterineae; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Okibacterium 
8 Okibacterium 


ccineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 

Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
terineae; 


Clostridium 
Clostridium 
lostridium. 
Streptomyces 
Streptomyces 
mycineae; 


Shuttleworthia 
Shuttleworthia 
eworthia. 
Streptomyces 
Streptomyces 
omycineae; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Streptomyces 
1 sequence 
nobacteria; 
es. 


1307063 


Streptomyces 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 


violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


, 


Strept 


omycineae; 


84716 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


84716 
strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 
avium stra 
avium Bact 


84716 

subsp. 
subsp. 
Mycobacteriaceae; 
84716 


Actinomycetales; 
84716 


84716 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
keratiniphila sub 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Amycolato 
219878423 
equence 
Actinomyc 


Bacteria_16S 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
Bacteria_16S 


1428250 1428310 12 69 gi 
AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

1440613 1440671 12 69 
ribosomal RNA, partial sequence 


’ 


gi 


1476844 1476935 12 101 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1676996 1677054 12 69 gi 
sp. nogabecina strain DSM 44586 16S ri 


1 


, 


mp 
bo 


Pseudonocardineae; Pseudonocardiaceae; 
1678513 1678571 12 69 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1772877 1772937 12 


s 


69 gi 


224581440 
sequence 
Actinomyce 


224581428 
1439230 14407 
donocardin 
219878445 
sequence 
Actinomy 
lex (MAC 
219878424 
somal RN. 


219878355 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


84716 
roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 
84716 
longisporus strai 
longisporus Bacte 
Streptomycetaceae 
84716 
somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 
84716 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 
84716 
propionicum strai 
propionicum Bacte 
Propionibacteriac 
84716 


Bacteria; Actinob 


Propionibacterium. 
Bacteria_16S 


84716 
strain DSM 43030 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


84716 
strain PK-Blue 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


84716 
luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 
84716 
venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 
84716 
strain JCM 9920 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


84716 
strain I50 16S ri 
Firmicutes; Erysi 
84716 
falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
avidum strain DSM 4901 16S ribosomal RNA, partial seque 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Stre 
1774375 1774435 12 69 gi 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
1775873 1775933 12 69 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2057804 2057864 12 69 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2059343 2059403 12 69 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2077614 2077715 1 101 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
2082284 2082385 1 


pt 


al 
ae 


i 
se 


, 


s 


’ 


s 
ri 


, 


s 


101 gi 


ne 


acteria; Actinobacteridae; Actinomycetal 


2111207 2111267 12 69 gi 


se 


’ 


que 


equ 


Actino: 


equ 
dae 


equ 


Actino: 


e 
es; 


omycinea 
219878354 


quenc 


Actino: 


219878353 


nce 


Actinomyc 


219878153 


ence 


myc 


219878152 


ence 


v 


219878138 


ence 


myc 


219878135 


20809 


Prop 


219873436 


16S ribosomal RNA, partial sequence 2109822 21113 


Stre 
gi 


pt 
2168672 2168732 12 69 

S ribosomal RNA, partial sequence 
Stre 
2249013 2249073 12 69 gi 
ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2772978 2773038 12 69 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2774513 2774573 12 


pt 


ue 
e; 


v 


eq 
Ac 


, 


69 gi 


nce 


omycinea 
219857623 
2167280 21687 
omycinea 
219857567 


Actinomycet 
219857136 
uence 


tinomyce 


219857135 


6S ribosomal RNA, partial sequence 2773134 27746 


Stre 
gi 


pt 
3031476 3031526 19 69 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3149013 3149101 12 101 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


el 


al 


otr 


es; 


84716 
strain NRRL 2418 


Bacteria_16S 


3450394 3450454 12 
16S ribosomal RNA, 


69 gi 
complete sequence 


omycinea 
219846903 
3030089 30315 


ichac 


219846823 


31476 
Cory 


219846610 


34490 


Act 


ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


Streptomyces 
6 Streptomyces 
cineae; 


ref|NR_027210.1| Lentzea violacea 

37 Lentzea violacea Bacteria; 

eae; Actinosynnemataceae; Lentzea. 
ref|NR_025584.1| Mycobacterium avium 
1475465 1476936 Mycobacterium avium 
cetales; Corynebacterineae; 

\% 
ref 
A, Pp 


NR_025563.1 
artial seque 


Amycolatopsis 
nce 1675626 1677096 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 
ref|NR_025494.1| Streptomyces arenae 
83 Streptomyces arenae Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025493.1| Streptomyces 

e 1773034 1774481 Streptomyces 
mycetales; Streptomycineae; 


ref|NR_025492.1| Streptomyces 
1774532 1775979 Streptomyces 
etales; Streptomycineae; 


ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
etales; Streptomycineae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


ref|NR_025291.1 
2057971 205946 
inomycetales; St 


ref|NR_025277.1 
2076251 207775 
etales; Propioni 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


ref|NR_025274.1 
23 2082426 Propio 
ionibacterineae; 
Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025212.1| Streptomyces speibonae 
69 Streptomyces speibonae Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025155.1| Streptomyces 

2247616 2249142 Streptomyces 

ales; Streptomycineae; 


ref|NR_025250.1 


ref|NR_024764.1 
2771601 277308 
tales; Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces peucetius 
19 Streptomyces peucetius Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_026495.1| Clostridium cocleatum 
77 Clostridium cocleatum Bacteria; 

eae. 
ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


ref |NR_024763.1 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


ref|NR_026202.1| Streptomyces caelestis 
03 3450520 Streptomyces caelestis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 

84716  Bacteria_16S 3486940 3487000 12 69 gi 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

84716  Bacteria_16S 3920187 3920247 12 69 gi 
strain ATCC 19812 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
84716 Bacteria_16S 3921768 3921828 12 69 


Streptomycineae; Streptomycetaceae; 
219846585|ref|NR_026177.1| Streptomyces 
sequence 3485550 3487066 Streptomyces 
Actinomycetales; Streptomycineae; 


219846281|ref|NR_025871.1| Streptomyces tendae 

3918787 3920316 Streptomyces tendae Bacteria; 

Streptomycineae; Streptomycetaceae; Streptomyces. 
gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 


strain ATCC 25495 


16S ribosomal RNA, complete sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Streptomyces. 
84716 


eurythermus Bacte 
Streptomycetaceae 
84716 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 
84716 
diastatochromogen 
diastatochromogen 
Streptomycetaceae 
84716 
acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 
84716 
olivochromogenes 

olivochromogenes 

Streptomycetaceae 
84716 
koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 
84716 
nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 


Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3923349 3923409 12 69 gi 
complete 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3924930 3924990 12 69 gi 
ain ATCC 27449 16S ribosomal RNA, comple 
teria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3926511 3926571 12 69 gi 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacte 
; Streptomyces. 

3928091 3928151 12 69 gi 
in RL-110 16S ribosomal RNA, complete se 
eria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
4202423 4202483 12 


69 gi 


; Streptomyces. 
4205468 4205528 12 69 gi 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

374990 375047 12 69 gi 
n HKI 0315 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 


es; 


219846279 
sequenc 
Actinomycetales; 


219846278 


te 


219846277 
complete 
ridae; Actin 


219846276 


que 
Act 


219846074 
strain DSM 40451 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846072 
n VK-A60 16S ribosomal RNA, partial sequence 
Actinomycetales; 


265678805 
sequence 
Actinomycetales; 


Actinomycetales; 


39203 
Streptomycineae; 


ref 


ref 
sequence 


ref 


ref 
nce 


inomycetales; 


ref 


ref 


ref 


NR_025869.1 
e 3921948 39234 
Streptomycineae; 


NR_025868.1 
39235 


NR_025867.1 
sequence 39251 
omycetales; 


NR_025866.1 
3926691 39282 
Streptomycineae; 


NR_025664.1 
42010 


NR_025662.1 
4204078 42055 
Streptomycineae; 


NR_029110.1 
373661 37505 
Streptomycineae; 


67 3921897 Streptomyces sampsonii 


Streptomycetaceae; 


Streptomyces 


78 Streptomyces 


Streptomyces 
2 


Streptomyces 
1 
Streptomycineae; 


Streptomyces 


20 Streptomyces 


Streptomyces 
8 
Streptomycineae; 


Streptomyces 


65 Streptomyces 


Kitasatospora 


0 Kitasatospora 


84716  Bacteria_16S 428972 429065 12 101 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

84716 Bacteria_16S 932288 932337 17 66 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
84716 Bacteria_16S 1314494 1314542 20 69 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 


Thermoanaerobacte 
84716 
strain L1-82 16S 


Bacteria_16S 


Thermoanaerobacter brockii subsp. brockii Bacteria; 


rales; Thermoanaerobacteraceae; 
1384508 1384549 24 65 


ribosomal RNA, partial sequence 


gi 


Firmicutes; 
Thermoanaerobacter. 
228716944 
1383100 13845 


ref 


Clostridia; 


NR_027557.1 


Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 
84716 Bacteria_16S 1492141 149219017 66 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 


WM1 Bacteria; Fir 
84716 


paranensis strain 


Bacteria_16S 


micutes; Clostridia; Clostridiales; Clos 
1556928 1556985 12 69 gi 
HKI 0190 16S ribosomal RNA, partial seq 


tridiaceae; 
219846194 
uence 


ref 


Clostridium. 
NR_025784.1 
1555586 155703 


Kitasatospora 
1 Kitasatospora 


paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
84716 Bacteria_16S 1558422 1558479 12 69 gi|219846193|ref|NR_025783.1| Kitasatospora 


terrestris strain 


HKI 0186 16S ribosomal RNA, partial seq 


uence 


1557082 15585 


25 Kitasatospora 


terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
84716 Bacteria_16S 2397755 2397804 20 69 gi|219857462|ref|NR_025050.1| Anaerobranca 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 

84716 
strain Z-2189 16S 
Firmicutes; Clost 


Bacteria_16S 


in LBS3 16S ribosomal RNA, partial seque 
eria; Firmicutes; Clostridia; Clostridia 


nce 
les 


2467783 2467836 13 66 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


gi 


219857405 


7 Clo 


ref 


2396386 23978 
stridiales Fami 


NR_024993.1 


18 Anaerobranca 
ly XIV. 


9 3925059 Streptomyces 
Streptomycineae; 


0 3926640 Streptomyces 


2 4202529 Streptomyces 


Roseburia intestinalis 
81 Roseburia intestinalis L1-82 


Incertae Sedis; 


Clostridium fimetarium 
2466381 2467877 Clostridium fimetarium Bacteria; 
Clostridium. 


84716 


Bacteria_16S 


2899387 2899431 1 44 


gi 


glycogenica strain Lg2 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micropruina. 
84716 
luteolum strain I 


luteolum Bacteria; 


Microbacterium. 
84716 


84716 


84716 


Bacteria_16S 


Bacteria_16S 
guttoideum strain 
guttoideum Bacteria; 
Bacteria_16S 
hydrogenotrophica 
hydrogenotrophica 
Bacteria_16S 


2959966 2960055 1 87 gi 
FO 15074 16S ribosomal RNA, partial sequ 
Actinobacteria; Actinobacteridae; Acti 
3158350 3158399 17 66 gi 
Firmicutes; Clostridia; Clostridiale 

3299269 3299325 13 69 gi 
strain S5a36 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clost 
3323572 3323621 20 69 gi 


aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial 


aotearoense Bacteria; 


Incertae Sedis; 
84716 
chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


84716 Bacteria_16S 121177 121209 12 44 gi| 265678982 |ref|NR_029290.1 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
84716 Bacteria_16S 266059 266091 12 44 gi| 265678883 |ref|NR_029189.1 


strain MCRL 0044 


84716 


castelarensis Bac 


Streptomycetaceae 


84716 


84716 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Streptomyces. 

84716  Bacteria_16S 421182 421214 12 44 gi|265678774|ref|NR_029079.1 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Brevibacterium. 

84716 Bacteria_16S 553035 553067 12 44 gi|265678684|ref|NR_028989.1 


aquilae strain S- 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

84716 Bacteria_16S 599635 599667 12 44 gi| 265678653 |ref|NR_028958.1 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
84716 Bacteria_16S 601165 601197 12 44 gi| 265678652 |ref|NR_028957.1 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 
84716 
strain HKI 0120 1 


84716 
strain HKI 0119 1 


84716 
melanosporofacien 
melanosporofacien 
Streptomycetaceae 
84716 
lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


Thermoanaerobacterium. 
Bacteria_16S 


Bacteria_16S 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 
Bacteria_16S 
ferralitis strain 


Bacteria_16S 


Bacteria_16S 


Firmicutes; Clostridia; Thermoanaer 
3493101 3493192 12 101 gi 


ATCC 43826 16S ribosomal RNA, partial 


Mycobacterium. 


369015 369047 12 44 gi 
ain BJ-608 16S ribosomal RNA, partial 


; Streptomyces. 


404171 404203 12 44 


gi 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 


410328 410360 12 44 


gi 


613 16S ribosomal RNA, partial sequence 


rain D13P3 16S ribosomal RNA, partial 


; Streptomyces. 


636302 636334 12 44 


gi 


637833 637865 12 44 


gi 


657488 657520 12 44 


gi 


; Streptomyces. 


705745 705789 1 44 


gi 


84716 


Bacteria_16S 


995574 995618 23 67 gi 


219856857 
es; 


219856817 
ence 
nomycetales; 


219846817 
DSM 4024 16S ribosomal RNA, partial sequence 3 
219846722 

sequence 3297885 329934 
ridiales; Blautia. 
219846704 
sequence 3322195 332367 


obacterales; Thermoanaerobacterales Family III. 


219846581 
sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 
castelarensis str 


265678786 
YIM 001 16S ribosomal RNA, partial sequence 
Actinomycetales; 


265678782 
SFOp68 16S ribosomal RNA, partial sequence 


sequence 
cteria; Actinobacteria; Actinobacteridae; 


265678627 
6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


265678579 
EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedm 
acteria; Actinobacteridae; Actinomycetales; 


265678381 


ref |NR_024676.1 


Propionibacterineae 


ref|NR_024636.1 
2958622 296006 


ref|NR_026409.1 
156952 315844 
Lachnospiraceae. 


ref|NR_026314.1 


ref|NR_026296.1 


ref |NR_026173.1 
3491744 349320 


Pseudonocar 
ref|NR_029114.1 

367645 369119 
Strept 


ref|NR_029091.1 
402781 404300 


ref |NR_029087.1 
408966 410455 


551703 553077 Coryne 


599812 601293 
Actinomycetales; Strep 


ref |NR_028932.1 
Intrasporangia 
ref |NR_028931.1 


Intrasporangia 
ref |NR_028917.1 
sequence 656132 
Ss 
ref |NR_028884.1 


Propionibacterineae; 


Micropruina 


2898036 2899473 Micropruina glycogenica 


Nocardioidaceae; 


Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Desulfotomaculum 
6 Desulfotomaculum 


Blautia 
2 Blautia 


Thermoanaerobacterium 


2 Thermoanaerobacterium 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
donocardineae; 
265678809 
sequence 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


diaceae; Kutzneria. 
Streptomyces 
Streptomyces 
omycineae; 


Streptomyces 
Streptomyces 


Streptomycineae; 


Streptomyces 
Streptomyces 
cineae; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Corynebacterium 
bacterium aquilae 


orynebacteriaceae; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
ococcineae; 
265678626 
6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
ococcineae; 
265678612 
s strain NRRL B-12234 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ceae; Knoellia. 
Streptomyces 

657614 Streptomyces 
treptomycineae; 


Friedmanniella 
anniella lacustris 
Nocardioidaceae; 


ref|NR_028683.1 


Acidaminobacter 


hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 


hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. 


Sedis; Acidaminob 


acter. 


Incertae 


84716 
strain JCM 4837 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


84716 
strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 

84716 
strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 

84716 
subsp. albus stra 
subsp. albus Bact 
Streptomycetaceae 
84716 
subsp. rimosus st 
subsp. rimosus Ba 
Streptomycetaceae 
84716 
strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


84716 
texasensis strain 
texasensis Bacter 
Actinosynnematace 
84716 
strain DSM 40258 


84716 
tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 
84716 
subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 

84716 
chrestomyceticus 

chrestomyceticus 

Streptomycetaceae 
84716 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
84716 
strain DSM 43049 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


84716 
olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1086380 1086412 12 44 


gi 
Stre 
1219481 12195251 44 gi 

16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


pt 


al 


1334520 1334564 1 44 


gi 


acteria; Actinobacteridae; Actinomycetal 
1475287 1475319 12 44 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1489119 1489151 12 44 gi 
rain JCM 4667 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1502544 1502576 12 
16S ribosomal RNA, 


2 
1 
7 


, 


et 
ae 


La 
44 gi 
complete sequence 
oc 
1537245 1537277 12 44 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1590213 1590245 12 


al 
Ac 
44 gi 
16S 
Stre 
1591761 1591793 12 44 gi 
in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1593309 1593341 12 44 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1594855 1594887 12 44 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

1596402 1596434 12 44 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1597950 1597982 12 


pt 
of 
7 


’ 


rt 
id 


v 
2 

1 

; 


, 
44 gi 
Stre 
1599498 1599530 12 44 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


pt 


p 
te 


v 


265678319 
6S ribosomal RNA, partial sequence 1085003 10864 


219878368 


228721490 
6S ribosomal RNA, partial sequence 1333148 13346 


19878476 


219857134 


219846604 


219857378 


219878485 
ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


219878484 


219878483 


219878482 


19878481 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 


219878479 


ref|NR_028621.1 
81 Streptomyces 
e; Streptomyceta 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


omycinea 


12181 
es; Prop 
ref|NR_027613.1 
32 Beutenbergia 
es; Micrococcineae; Beut 
ref|NR_025615.1 

1473916 147541 


cetales; Strepto 


sequence 
Actinomy 


ref|NR_024762.1 
ce 1487741 148922 
mycetales; Strep 


e sequen 
Actino: 


’ 


ref|NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref |NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


15011 
occineae 


sequenc 
tinomyce 


ref|NR_025624.1 
40 Streptomyces 
e; Streptomyceta 
ref|NR_025623.1 

1590391 159188 
cetales; Strepto 


omycinea 


sequence 
Actinomy 


ref 
sequ 
erid 


NR_025622.1 
ence 159193 
ae; Actinomy 


partial 
tinobact 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


ial sequ 
ae; Acti 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto 


sequence 
Actinomy 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
artial sequence 159812 
ridae; Actinomycetales; 


omycinea 


84716 


strain DSM 40597 


Bacteria_16S 


1601046 1601078 12 


44 


Actinobacteria; Actinobacteridae; Actinomycetales; 


84716 


Bacteria_16S 


1602594 1602626 12 


44 


gi|219878478 


16S ribosomal RNA, partial sequence 1599676 16011 


Stre 
gi 


ptomycinea 
219878477 


ref 


e; S 
ref 


73 Streptomyces 


NR_025617.1 


treptomyceta 
NR_025616.1 


purpurogeneiscler 


Streptomycineae; 
84716 
picturae strain L 
picturae Bacteria 
Brevibacterium. 

84716 


Bacteria_16S 


oticus strain DSM 43156 16S ribosomal RN. 
Streptomycetaceae; Streptomyces. 

1604156 1604188 12 44 gi 
MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


qu 
; ti 


v 


1782052 1782084 12 44 


gi 


219878475 


219878349 


A, partial sequence 


ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


ence 
nomyceta 


ref 


Bacteria_16S 


strain 4-0 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


84716 
molinativorax str 
molinativorax Bac 
Microbacteriaceae 
84716 


bosomal RNA, partial sequence 


1780670 17821 


NR_025488.1 


Bacteria_16S 


oc 
1835264 1835308 1 44 gi 
ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 

2054825 2054857 12 


ue 
e; 


, 


44 gi 


219878312 


219878155 


; Micrococcaceae 
ref|NR_025451.1 
nce 1833888 183531 
Actinomycetales; Microc 


occineae 


ref|NR_025294.1 


Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Luteococcus sanguinis 

occus sanguinis 
Propionibacteriaceae; 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


albus 
albus 


Streptomyces 
4 Streptomyces 
mycineae; 


rimosus 
rimosus 


Streptomyces 
5 Streptomyces 
tomycineae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Saccharothrix 
5 Saccharothrix 
ardineae; 


v 


Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Gulosibacter 
7 Gulosibacter 
occineae; 


Streptomyces 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 


stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
Bacteria_1l 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, par 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteri 
Streptomycetaceae; 
Bacteria_1 


84716 


84716 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


84716 


Bacteria_16S 
thermospinosispor 
thermospinosispor 
Streptomycetaceae 


Streptomyces. 


6S 2056294 2056326 12 44 gi 


Streptomyces. 
6S 2258201 2258233 12 44 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2261324 2261356 12 44 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


, 


’ 


219878154 
ea 
dae; 
219857561 

sequence 


219857559 
ia 
te 


al seque 
Actin 


Actinomyc 


1 sequen 
ridae; Actin 


Streptomycineae; 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Stre 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


ref|NR_025149.1| Streptomyces 
2256827 2258294 Streptomyces 
etales; Streptomycineae; 


ref|NR_025147.1 
ce 2259931 226145 
omycetales; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


84716 Bacteria_16S 2776051 2776083 12 44 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
84716 Bacteria_16S 2777590 2777622 12 44 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
84716 Bacteria_16S 2798506 2798538 12 44 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
84716 Bacteria_16S 2815135 2815167 12 44 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
84716 Bacteria_16S 2827189 2827221 12 44 gi|219856906|ref|NR_024727.1| Sporichthya polymorpha 
strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; Sporichthya. 
84716 Bacteria_16S 2831770 2831802 12 44 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
84716 Bacteria_16S 2833308 2833340 12 44 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
84716 Bacteria_16S 2938900 2938932 12 44 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 
84716 Bacteria_16S 2944972 2945004 12 44 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 
84716 Bacteria_16S 2978349 2978381 12 44 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
84716 Bacteria_16S 2979881 2979913 12 44 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
84716 Bacteria_16S 2981415 2981447 12 44 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
84716 Bacteria_16S 3045201 3045233 12 44 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 
84716 Bacteria_16S 3046736 3046823 15 101 gi| 219846891 |ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 
84716 Bacteria_16S 3094926 3094958 12 44 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
84716 Bacteria_16S 3105472 3105504 12 44 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 


strain ATCC 25470 


Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 


3104098 3105578 Streptomyces lydicus Bacteria; 


Streptomycineae; 


Streptomycetaceae; Streptomyces. 


84716 
strain DSM 11140 


Bacteria_16S 


3226519 3226551 12 44 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


84716 


griseocarneus Bac 


Streptomycetaceae; 


Bacteria_16S 
griseocarneus strain DSM 40004 16S ribosomal RNA, 


3237196 3237228 12 44 gi 
teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 


219846763 
complete sequence 3235806 32373 


ref 


occineae; 
ref 


Actinomycetales; 


NR_026362.1 
21 Janibacter limosus Bacteria; 
Intrasporangiaceae; 
NR_026355.1 


Janibacter limosus 


Janibacter. 
Streptomyces 


20 Streptomyces 


Streptomycineae; 


84716 Bacteria_16S 3311454 3311486 12 44 gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

84716 Bacteria_16S 3488499 3488531 12 44 gi|219846584|ref|NR_026176.1| Actinotalea fermentans 


strain DSM 3133 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


84716 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
84716 
hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 
84716 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 
84716 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
84716 
atramentaria stra 
atramentaria Bact 
Thermomonosporace 
84716 
strain CM2104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


84716 
strain 20-5 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


84716 
alkalitolerans st 
alkalitolerans Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


; Streptomyces. 
3608877 3608909 12 44 gi 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

3638925 3638957 12 44 gi 
strain AT37 16S ribosomal RNA, partial s 
; Streptomyces. 

3640477 3640509 12 44 gi 
rans strain AT52 16S ribosomal RNA, part 
rans Bacteria; Actinobacteria; Actinobac 
; Streptomyces. 

3734115 3734171 12 66 gi 
in SF2197 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

4012490 4012522 12 44 
ribosomal RNA, partial sequence 


gi 


Microc 
4024585 4024629 1 44 gi 
ibosomal RNA, partial sequence 
Microc 
4059360 4059392 12 44 gi 
rain YIM 70010 16S ribosomal RNA, partia 


cteria; Actinobacteria; Actinobacteridae 


6S ribosomal RNA, partial sequence 3487117 34886 


219846500 
ATCC 9874 16S ribosomal RNA, partial sequence 

219846480 
Bacteria; Actinobacteria; Actinobacteridae; 


219846479 


219846412 


219846215 
4011119 40125 


219846207 
4023267 40246 


219846181 


occineae; 


3491569 3491601 12 44 gi|219846582|ref|NR_026174.1 
DSM 40221 16S ribosomal RNA, partial sequence 3490176 34916 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 
3607525 36089 
inomycetales; Corynebac 


ref 
equence 3637554 36390 
Actinomycetales; 


ref 
ial sequence 
teridae; 


36391 


ref 
uence 3732782 37341 
Actinomycetales; Strept 
ref 
occineae; Intrasporangi 
ref 
occineae; Microbacteria 
ref 
1 sequence 4057969 40594 
; Actinomycetales; Micr 


NR_026092.1 


NR_026072.1 


NR_026071.1 
Actinomycetales; 


NR_026003.1 


NR_025805.1 
97 Janibacter melonis Bacteria; 


NR_025797.1 
47 Agromyces salentinus Bacteria; 


NR_025771.1 


02 Actinotalea fermentans Bacteria; 
Cellulomonadaceae; 


Actinotalea. 
Streptomyces 


93 Streptomyces 


Streptomycineae; 


Mycobacterium 
20 Mycobacterium 
terineae; 


Streptomyces 


53 Streptomyces 


Streptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


0 


Actinomadura 
90 Actinomadura 
osporangineae; 


Janibacter melonis 


aceae; Janibacter. 
Agromyces salentinus 
ceae; Agromyces. 
Citricoccus 
48 Citricoccus 
ococcineae; 


Micrococcaceae; Citricoccus. 

84716 Bacteria_16S 4127454 4127486 12 44 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
84716 Bacteria_16S 4203921 4203953 12 44 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


84716  Bacteria_16S 4211521 4211553 12 


44 gi 


Streptomycineae; 


219846068 


Streptomycet 
ref 


NR_025658.1 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 
84716 
strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 

84716 
vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 


Bacteria_16S 


Bacteria_16S 


n SA 233 16S ribosomal RNA, partial sequ 
ria; Actinobacteria; Actinobacteridae; A 
ae; Saccharothrix. 

104333 104425 12 101 gi 
21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


116601 116693 12 101 gi 
n PYR-1 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; A 
Mycobacterium. 


84716 
strain CE40 16S r 
Actinobacteria; A 
84716 
coprophilus strai 
coprophilus Bacte 
Rhodococcus. 

84716 


Bacteria_16S 


Bacteria_16S 


124266 124297 12 43 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Microc 
246554 246646 12 101 gi 
n CUB 687 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; A 


gi 


399490 399582 12 101 


265678994 


265678985 


265678980 
122905 12429 


265678898 


265678789 


ence 4210162 42115 
ctinomycetales; Pseudon 


ref 

102976 104435 Tsuka 
es; Corynebacterineae; 
ref 
nce 115240 11673 
ctinomycetales; Coryneb 


ref 
8 Cellulomonas 
occineae; Cellulomonada 
ref 
uence 245166 24664 


ctinomycetales; Coryneb 


ref 


NR_029302.1 


NR_029293.1 


NR_029288.1 


NR_029206.1 


aceae; Streptomyces. 
Saccharothrix 
90 Saccharothrix 


ocardineae; 


Tsukamurella pulmonis 
murella pulmonis 
Tsukamurellaceae; 


Mycobacterium 
0 Mycobacterium 
acterineae; 


Cellulomonas hominis 
hominis Bacteria; 

ceae; Cellulomonas. 
Rhodococcus 

6 Rhodococcus 
acterineae; Nocardiaceae; 


Nocardia 


neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 


Bacteria_16S 


gi 


NR_029094.1 
398145 399618 Nocardia 


neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 


84716 Bacteria_ 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


84716 Bacteria_ 


brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 


84716 Bacteria_ 
boenickei strain 


Bacteria; Actinob 


Mycobacterium. 
84716 Bacteria_ 


psychrotolerans s 
psychrotolerans B 


Mycobacteriaceae; 
84716 Bacteria_ 


pyrenivorans stra 
pyrenivorans Bact 


Mycobacteriaceae; 
84716 Bacteria_ 


holsaticum strain 
Bacteria; Actinob 


Mycobacterium. 
84716 Bacteria_ 


strain J72 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 


84716 Bacteria_ 


strain AC 615 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 


84716 Bacteria_ 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


84716 Bacteria_ 


strain Y9 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


84716 Bacteria_ 
strain IFM 10035 


16S 461233 461292 12 69 gi 
in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 


16S 479460 479552 12 101 


gi 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
16S 481009 481099 12 101 gi 
W5998 16S ribosomal RNA, partial seque 


bosomal RNA, partial sequence 
Cory 
16S 839294 839353 12 69 gi 
ribosomal RNA, partial sequence 
Stre 
16S 913714 913773 12 69 gi 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

16S 964775 964861 12 


osomal RNA, partial sequence 


97 gi 


16S 1039703 1039795 12 101 gi 


n W6743 16S ribosomal RNA, partial seq 


789013 79048 
nebacterin 


265678487 


837961 83941 
ptosporang 


265678436 
dae; 


265678402 


963457 96488 
nebacterin 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 


artial seq 
Actin 


Gordoniace 
NR_028790.1 


eae; 
ref 


inea 
ref 
uenc 
omyc 


e; Streptos 
NR_028738.1 
e 912332 
etales; Pse 


ref |NR_028704.1 
eae; 


ref|NR_028654.1 


U 


265678744 |ref|NR_029049.1| Amycolatopsis 
quence 459859 461323 Amycolatopsis 

; Actinomycetales; Pseudonocardineae; 
265678732|ref|NR_029037.1| Mycobacterium 
uence 478074 479572 Mycobacterium 
Actinomycetales; Corynebacterineae; 
265678731|ref|NR_029036.1| Mycobacterium 
nce 479623 481120 Mycobacterium boenickei 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

16S 539241 539333 12 101 gi|265678693|ref|NR_028998.1| Mycobacterium 
train WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

16S 581715 581807 12 101 gi|265678665|ref|NR_028970.1| Mycobacterium 

in 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

16S 618191 618283 12 101 gi|265678640|ref|NR_028945.1| Mycobacterium 
1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

16S 790361 790451 12 101 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
a 


e; Gordonia. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 
Pp 


orangiaceae; Nonomuraea. 
Lechevalieria 

913840 Lechevalieria 
donocardineae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 
Nocardiacea 


e; Nocardia. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

84716 Bacteria_16S 1041212 1041304 12 101 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

84716 Bacteria_16S 1042750 1042842 12 101 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

84716 Bacteria_16S 1045866 1045958 12 101 gi| 265678348 |ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

84716 Bacteria_16S 1091046 1091105 12 69 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

84716 Bacteria_16S 1148482 1148574 12 101 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

84716  Bacteria_16S 1236224 1236316 12 101 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

84716 Bacteria_16S 1326851 1326941 12 101 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

84716 Bacteria_16S 1576420 1576479 12 69 gi|219856867|ref|NR_024686.1| Lentzea waywayandensis 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
84716 Bacteria_16S 1727360 1727452 12 101 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

84716 Bacteria_16S 1731948 1732040 12 101 gi| 219878387 |ref|NR_025526.1| Mycobacterium 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 


1730570 173206 


2 Mycobacterium 


moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


84716 Bacteria_ 


sulfidifaciens st 
sulfidifaciens Ba 


84716 Bacteria_ 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


84716 Bacteria_ 
smegmatis strain 


smegmatis Bacteri 
Mycobacteriaceae; 


84716 Bacteria_ 


aetherivorans str 
aetherivorans Bac 
Rho 
Bacteria_16S 


Nocardiaceae; 
84716 


strandjordii stra 
strandjordii Bact 


Tsukamurellaceae; 
84716 


australiense stra 
australiense Bact 
Propionibacteriac 


84716 


84716 


pyridinivorans st 
pyridinivorans Ba 
Rho 
Bacteria_16S 
strain DNP505 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 
Bacteria_16S 
strain CIP 103464 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
venezuelensis str 
venezuelensis Bac 
Streptosporangiac 
Bacteria_16S 
16102 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


Nocardiaceae; 
84716 


84716 


84716 


84716 


84716 
IFO 


84716 
strain 10.268-1 1 


84716 


wratislaviensis s 
wratislaviensis B 
Rho 
Bacteria_16S 


Nocardiaceae; 
84716 
strain DSM 44267 


84716 
strain DSM 44140 


84716 
strain DSM 44183 


84716 
parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 
84716 


Bacteria_16S 


Bacteria_16S 
strain IMMIB D-15 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


16S 1855118 1855169 18 69 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; 
16S 1926559 1926618 12 69 gi 
in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

16S 2034575 2034665 12 101 gi 
ATCC 19420 16S ribosomal RNA, partial 


2 


’ 


Mycobacterium. 
16S 2174733 2174825 12 101 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2306903 2306995 12 101 
in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

2359834 2359873 1 39 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2384106 2384198 12 101 gi 
92 16S ribosomal RNA, partial sequence 


e; 


gi 


’ 


2422393 2422485 12 101 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2497670 2497762 12 101 
ribosomal RNA, partial sequence 


gi 


2554798 2554857 12 69 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 
2640882 2640972 12 101 gi 
16S ribosomal RNA, partial sequence 
ne 
2819702 2819761 12 69 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 

2940419 2940450 12 
osomal RNA, partial sequence 


L 
e; 
43 gi 
do 
2985998 2986088 12 101 gi 
ne 
2987520 2987612 12 101 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 


3153609 3153640 12 


ar 
da 
43 gi 
oc 


3322043 3322135 12 101 gi 
ne 
3337207 3337299 12 101 gi 
ne 
3338717 3338809 12 101 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


al 
e; 


Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 


ti 
Lactobacillales; Aer 
219878244 
ia 


219878172 
se 
a; Actinobacteria; Actinobacteridae; Act 


219857619 
s 


219857525 
compl 


219857488 
ia 


219857471 


ne. 
219857445 
eq 
ae 


219857385 
2496307 24977 
ne 
219857341 


219857231 


219856911 


219856830 
2939058 29405 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Bacteria_16S 219846932 


219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Bacteria_16S 219846693 


19878298 
al seque 
ococcace 


ref 
nce 
ae; 

ref 


NR_025437. 


NR_025383. 
1 sequen 
Actinomy 


cetales; 


ref|NR_025311. 
quence 
inomycet 


ales; 


ref 
equence 2 
Actinomycet 


NR_025208. 
ales; 
ref 


ence 
ceta 


NR_025113. 
ete sequ 
Actinomy les; 
ref|NR_025076. 
1 sequen 
Actinomyceta 
ref|NR_025059. 
23827 
bacterineae; 
ref|NR_025033. 
uence 


Actino: 


; mycetales; 


ref |NR_024973. 


bacterineae; 
ref |NR_024929. 
ce 25534 
es; Streptomycineae; 
ref|NR_024859. 
26395 
bacterineae; 
ref |NR_024732. 
sequence 
Actinomycetales; 
ref 
nocardineae; 
ref 
bacterineae; 
ref 
uenc 


omyc 


tial seq 
e; Actin 


e 
etales; 


ref 


; In 
ref 


occineae 


bacterineae; 


ref 
bacterineae; 
ref 
sequence 3337354 33388 
Actinomycetales; 


3340229 3340321 12 101 gi 


219846692 


ref 


23055 
Coryne 


ce 2358483 23599 
les; Propio 


52 2384208 Nocar 
Nocardiace 


2421026 24225 
Cory 


13 2554923 Strept 
Str 


12 2640976 Mycob 
Mycobacter 


2818334 28197 
Strep 


NR_024649.1 
28 Lentzea albida Bacteria; 
Actinosynn 
NR_026525.1 
05 Nocardia flavorosea Bacteria; 
Nocardiace 
NR_026524.1 
298615 
Cory 


NR_026412.1 
13 Terracoccus luteus Bacteria; 
trasporangia 
NR_026297.1 
44 Gordonia hirsuta Bacteria; 
Gordoniace 
NR_026286.1 
03 Mycobacterium 
Mycobacter 
NR_026285.1 


Coryn 


NR_026284.1 
3338864 3340325 Mycobacterium 


1 


185372 
Globicatella 


1 


ce 1925173 192664 
Pseudon 


1 


2033216 203470 
Corynebact 


1 


173451 217485 
Coryne 


1 


5 


0 


1 


a 
a 


7 
t 


e 


a 


a 


i 


1 
e 


b 


n 


d 
a 


n 


Globicatella 
6 1855215 Globicatella 
Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Rhodococcus 

2 Rhodococcus 
ebacterineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
Nocardiacea 


e; Rhodococcus. 
Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Planomonospora 

7 Planomonospora 
osporangineae; 


Lentzea albida strain 


mataceae; Lentzea. 
Nocardia flavorosea 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


Terracoccus luteus 


ceae; Terracoccus. 
Gordonia hirsuta 


e; Gordonia. 
Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 

3 Mycobacterium 
bacterineae; 


Mycobacterium 


austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


84716 


84716 
strain DSM 43205 


84716 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


84716 
strain ATCC 43910 


Bacteria; Actinob 


Mycobacterium. 
84716 


84716 
strain IFO 15965 


84716 


Mycobacteriaceae; 
84716 
strain R-6540 16S 
Firmicutes; Bacil 
84716 
strain W4937 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


84716 
strain C3H-21 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
wiegelii strain R 


84716 
Bacteria; Firmicu 
84716 
appendicis strain 
appendicis Bacter 
Corynebacteriacea 
84716 
mitsuokai DSM 158 
15897 Bacteria; F 
84716 
brockii subsp. la 
Thermoanaerobacte 
84716 
variabile strain 

variabile Bacteri 
Corynebacteriacea 
84716 
simulans strain U 
Bacteria; Actinob 
Corynebacterium. 

84716 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
84716 
strain ATCC 51384 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


84716 
puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 
84716 


Bacteria_16S 
claviforme strain 
claviforme Bacter 
Streptosporangiac 
Bacteria_16S 


Bacteria_16S 
libanotica strain 
libanotica Bacter 
Thermomonosporace 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
IMMIB R-3491 16S ribosomal RNA, parti 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
DSM 20132 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Bacteria_16S 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3369364 3369423 12 69 gi 

DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3473287 3473379 12 


101 gi 


3474822 3474914 12 
16S ribosomal RNA, 


101 gi 
complete sequence 


3637381 3637473 12 101 gi 
16S ribosomal RNA, partial sequence 


3731205 3731256 20 69 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 
3903675 3903706 12 


43 gi 


4039821 4039913 12 101 gi 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

4042844 4042895 18 69 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4116698 4116790 12 101 
ribosomal RNA, partial sequence 


gi 


gi 


4244844 4244871 12 39 
ribosomal RNA, partial sequence 


gi 


105883 105933 20 69 gi 


tes; Clostridia; 


608838 608926 12 101 gi 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

1207578 1207628 20 


69 gi 


1506991 1507041 20 69 gi 
lactiethylicus 
rales; Thermoanaerobacteraceae; 


2031562 2031592 12 42 gi 


e; Corynebacterium. 


2037649 2037737 12 101 gi 


2079230 2079279 52 101 gi 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2136938 2136998 12 69 gi 
16S ribosomal RNA, partial sequence 
2247436 2247496 12 


69 gi 


; Streptomyces. 


2329571 2329643 1 


69 gi 


acteria; Actinobacteridae; Actinomycet 


LTA-388 16S ribosomal RNA, partial se 


Cory 


Micr 


t8.Bl 16S ribosomal RNA, partial seque 
Thermoanaerobacterale 


97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 


ctiethylicus strain SEBR 5268 16S ribo 
Thermoanerobacter brockii subsp. 
Thermo 
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84716 Bacteria_16S 2388702 2388752 20 69 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
84716 Bacteria_16S 2573260 2573310 17 66 gi|219857286|ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

84716 Bacteria_16S 2627170 2627208 1 38 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

84716 Bacteria_16S 2760920 2760978 12 69 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

84716 Bacteria_16S 3214396 3214484 12 101 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

84716 Bacteria_16S 3645103 3645161 12 69 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
84716 Bacteria_16S 3880601 3880651 20 69 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

84716 Bacteria_16S 54531 54580 20 69 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
84716 Bacteria_16S 119676 119709 12 45 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

84716 Bacteria_16S 269059 269116 12 69 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

84716 Bacteria_16S 299380 299429 18 67 gi| 265678861 |ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
84716 Bacteria_16S 405704 405764 12 69 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

84716 Bacteria_16S 774989 775022 12 45 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
84716 Bacteria_16S 1528188 1528221 12 45 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

84716 Bacteria_16S 2494774 2494831 12 69 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

84716 Bacteria_16S 2751872 2751905 12 45 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

84716 Bacteria_16S 2989046 2989139 12 101 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

84716 Bacteria_16S 3174969 3175018 21 69 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
84716  Bacteria_16S 3252240 3252273 12 45 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


84716 Bacteria_16S 3524815 3524848 12 45 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

84716 Bacteria_16S 3599708 3599757 17 66 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

84716 Bacteria_16S 3726833 3726890 12 69 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

84716 Bacteria_16S 3741429 3741462 12 45 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

84716 Bacteria_16S 3742892 3742925 12 45 gi| 219846406 |ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

84716 Bacteria_16S 4054874 4054926 49 101 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
84716 Bacteria_16S 4231319 4231368 20 69 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 


Clostridiales; Peptococcaceae; Desulfotomaculum. 
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84716 Bacteria_16S 24065 24121 13 69 gi| 265679048 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
84716 Bacteria_16S 46681 46713 12 44 gi| 265679033 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
84716 Bacteria_16S 110345 110377 12 44 gi| 265678989 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocur 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
84716 Bacteria_16S 139441 139473 12 44 gi| 265678970 
strain ST26 16S ribosomal RNA, partial sequence 138055 13953 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
84716 Bacteria_16S 140970 141002 12 44 gi| 265678969 
strain ST50 16S ribosomal RNA, partial sequence 139582 14105 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
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Streptomycetaceae; Kitasatospora. 
84716 Bacteria_16S 438308 438340 12 44 gi|265678763|ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
84716 Bacteria_16S 619659 619703 1 44 gi|265678639|ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
84716 Bacteria_16S 631739 631771 12 44 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
84716 Bacteria_16S 642472 642504 12 44 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 
84716 Bacteria_16S 675688 675720 12 44 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
84716 Bacteria_16S 802721 802772 20 69 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
84716 Bacteria_16S 837800 837832 12 44 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
84716 Bacteria_16S 875558 875590 12 44 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
84716 Bacteria_16S 878504 878536 12 44 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
84716 Bacteria_16S 881511 881543 12 44 gi| 265678458 |ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 
84716 Bacteria_16S 915272 915304 12 44 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
84716 Bacteria_16S 1032015 1032047 12 44 gi| 265678357 |ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
84716 Bacteria_16S 1044310 1044342 12 44 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
84716 Bacteria_16S 1048935 1048967 12 44 gi|265678346|ref|NR_028648.1| Micromonospora eburnea 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 1049049 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
84716 Bacteria_16S 1053442 1053474 12 44 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
84716 Bacteria_16S 1077362 1077394 12 44 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 
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raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
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1133347 1133379 12 44 gi|253680768|ref|NR_028016.1| Brevibacterium 


1131955 1133449 Brevibacterium sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 
84716 Bacteria_16S 1171219 1171251 12 44 gi|228719618 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 11712 


ref|NR_027583.1 
94 Thermobispora 


Thermobispora bispora 
bispora DSM 43833 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 

84716 Bacteria_16S 1183336 1183388 17 69 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
84716 Bacteria_16S 1246821 1246853 12 44 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
84716 Bacteria_16S 1349833 1349865 12 44 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

84716 Bacteria_16S 1417468 1417500 12 44 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

84716 Bacteria_16S 1452739 1452771 12 44 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

84716 Bacteria_16S 1522029 1522061 12 44 gi|219857610|ref|NR_025199.1] Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

84716 Bacteria_16S 1529700 1529732 12 44 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

84716 Bacteria_16S 1532741 1532773 12 44 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

84716 Bacteria_16S 1535736 1535768 12 44 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

84716 Bacteria_16S 1540369 1540401 12 44 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
84716 Bacteria_16S 1541918 1541950 12 44 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

84716 Bacteria_16S 1559916 1559948 12 44 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

84716 Bacteria_16S 1561399 1561431 12 44 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

84716 Bacteria_16S 1626743 1626775 12 44 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

84716 Bacteria_16S 1666405 1666437 12 44 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

84716 Bacteria_16S 1673974 1674006 12 44 gi| 219878426 |ref|NR_025565.1]| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

84716 Bacteria_16S 1675497 1675529 12 44 gi|219878425|ref|NR_025564.1] Amycolatopsis 


balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
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219878388 
16S ribosomal RNA, partial sequence 1729064 17305 


ref|NR_025528.1 
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Mycobacterium agri 
agri Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
84716 Bacteria_16S 1747237 1747269 12 44 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

84716 Bacteria_16S 1771446 1771478 12 44 gi| 219878357 |ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

84716 Bacteria_16S 1789406 1789438 12 44 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

84716 Bacteria_16S 1867318 1867350 12 44 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
84716 Bacteria_16S 1938727 1938759 12 44 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

84716 Bacteria_16S 2066884 2066916 12 44 gi|219878146|ref|NR_025285.1| Micrococcus 
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6S ribosomal RNA, partial sequence 2308611 23100 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
84716 Bacteria_16S 2328178 2328210 12 44 gi|219857511|ref|NR_025099.1 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
84716 Bacteria_16S 2438882 2438914 12 44 gi|219857429|ref|NR_025017.1 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
84716 Bacteria_16S 2493287 2493318 12 44 gi|219857388|ref|NR_024976.1 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
84716 Bacteria_16S 2594878 2594910 12 44 gi|219857272|ref|NR_024903.1 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
84716 Bacteria_16S 2610193 2610225 12 44 gi|219857259|ref|NR_024890.1 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 261032 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Pseudonocardiaceae; Amycolatopsis. 

84716 Bacteria_16S 2613293 2613325 12 44 gi| 219857257 |ref|NR_024888.1 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
84716 Bacteria_16S 2659080 2659112 12 44 gi|219857218|ref|NR_024846.1 


erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 
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84716 Bacteria_16S 3250740 3250772 12 44 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 
strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 3250829 Nonomuraea salmonea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
84716 Bacteria_16S 3253738 3253770 12 44 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

84716 Bacteria_16S 3255235 3255267 12 44 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

84716 Bacteria_16S 3325098 3325130 12 44 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

84716 Bacteria_16S 3328146 3328178 12 44 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

84716 Bacteria_16S 3329665 3329697 12 44 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

84716 Bacteria_16S 3331194 3331226 12 44 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 


strain DSM 43040 
Actinobacteria; A 
84716 
strain DSM 43039 
Actinobacteria; A 
84716 
DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 
84716 
thailandense DSM 
Bacteria; Actinob 
Dactylosporangium 
84716 
inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 

84716 
aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 

84716 
halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 

84716 
coerulea DSM 4314 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ctinobacteridae; Actinomycetales; Micr 
3332722 3332754 12 44 gi 


ctinobacteridae; Actinomycetales; Micr 
3341752 3341784 12 44 gi 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


3343278 3343310 12 44 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
3344798 3344830 12 44 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3346326 3346358 12 44 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3347852 3347884 12 44 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3349378 3349410 12 44 gi 
3 16S ribosomal RNA, partial sequence 


om 


om 


om 


nc 
al 


al 


e 
al 


ce 
al 


16S ribosomal RNA, partial sequence 3329815 33312 


onospori 


219846697 
16S ribosomal RNA, partial sequence 3331343 33328 


onospori 


219846690 
3340376 3341852 Micro 


onospori 


219846689 


33419 
Micr 


e 
es; 


219846688 


33434 


es; Micr 


219846687 


33449 


es; Micr 


219846686 


33464 


es; Micr 


219846685 


33480 


92 Pilimelia terevasa Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 

10 Pilimelia anulata Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026282.1| Micromonospora rosaria 
monospora rosaria Bacteria; 

neae; Micromonosporaceae; 


v 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


ref|NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 
omonosporineae; Micromonosporaceae; 


ref|NR_026279.1| Micromonospora 
50 3346425 Micromonospora aurantiaca 
omonosporineae; Micromonosporaceae; 


ref|NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


84716 


longisporum strai 
longisporum Bacte 


Streptosporangiac 
84716 
carneum strain DS 
carneum Bacteria; 
Streptosporangiac 
84716 
album strain DSM 


Bacteria; Actinob 
Streptosporangium. 
Bacteria_16S 


84716 
strain DSM 2062 1 


84716 
strain DSM 20315 


84716 
strain DSM 40089 


84716 
strain DSM 20425 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3367866 3367898 12 44 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 


3370862 3370894 12 44 


gi 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3372359 3372391 12 44 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3395044 3395076 12 44 


gi 


3453524 3453556 12 44 


gi 


3485373 3485405 12 44 


gi 


Stre 


3503469 3503501 12 44 gi 


M 44125 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
16S ribosomal RNA, partial sequence 3502100 35035 


219846672 
sequence 
Actinomyc 
219846670 
inomycetal 
219846669 
nce 33709 
ales; Stre 


219846649 


ococcineae 
219846608 


ococcineae 
219846586 


ptomycinea 
219846574 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


84716 


strain 1066 16S r 


84716 


paracochleata str 
paracochleata Bac 


Bacteria_16S 


Bacteria_16S 


3616450 3616482 12 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3642039 3642071 12 


44 gi 
Coryne 


44 gi 


219846495 
3615060 36165 


219846478 
ain M-13 16S ribosomal RNA, partial sequ 
teria; Actinobacteria; Actinobacteridae; 


occineae 


bacterin 


ence 


Streptomycetaceae 
84716 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 
84716 
verrucosospora st 
verrucosospora Ba 
Thermomonosporace 
84716 
strain FD 25934 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


; Kitasatospora. 

3643571 3643603 12 44 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

3725372 3725404 12 44 gi 
rain A-184 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 


3728285 3728317 12 44 


gi 


6S ribosomal RNA, partial sequence 3726957 372 


219846477 
sequence 
Actinomyc 


219846418 
sequence 
ae; Actino 


219846416 
83 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

84716 Bacteria_16S 3729740 3729772 12 44 gi|219846415 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Acti 
Thermomonosporaceae; Actinomadura. 

84716  Bacteria_16S 3732653 3732685 12 44 gi| 219846413 


strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

84716 Bacteria_16S 3735581 3735613 12 44 gi|219846411 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Streptosporangiaceae; Microbispora. 

84716 Bacteria_16S 3737039 3737071 12 44 gi| 219846410 


strain IFO 


84716 


strain IFO 
Actinobacteria; Actinobacteridae; Actinomycetales; 


84716 


strain IFO 
Actinobacteria; Actinobacteridae; Actinomycetales; 


84716 


strain IFO 
Actinobacteria; Actinobacteridae; Actinomycetales; 


84716 


strain 104 


84716 


ref 


es; 


ref 


ref 


ref 


ref 


e; 


ref 


ref 


eae; 
ref 


ref 


ref 


ref 


ref 


ref 


3366504 336795 
etales; 


3369499 33709 
Streptosporangineae; 


99 3372445 Strept 
ptosporangineae; 


; Brevibacteriac 


15 Mycobacterium 


3640656 36421 
Actinomycetales; 


3642181 36436 
etales; 


3724040 372545 
mycetales; 


3728410 37298 
nomycetales; 


NR_026264.1 
Streptos 


NR_026262.1 
4 


NR_026261.1 


NR_026241.1 


NR_026200.1 


NR_026178.1 


NR_026166.1 


NR_026087.1 


Mycobacteri 
NR_026070.1 
3 
Strept 


NR_026069.1 
6 


NR_026009.1 
Strep 
NR_026007.1 
Thermomon 
NR_026006.1 
1 


Str 


NR_026004.1 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 


8 Streptosporangium 


Streptosporangium 
osporangium album 


eae; Brevibacterium. 
Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
; Micrococcaceae 


; Micrococcus. 


ceae; Streptomyces. 


Streptosporangiaceae; 


Brevibacterium iodinum 
47 Brevibacterium iodinum Bacteria; 
; Brevibacteriac 


Streptomyces galbus 
99 Streptomyces galbus Bacteria; 
Streptomyceta 
Brevibacterium linens 
72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Mycobacterium gadium 

gadium Bacteria; 

aceae; Mycobacterium. 
Kitasatospora 

0 Kitasatospora 

omycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura macra 


59 Actinomadura macra Bacteria; 
ineae; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinomadura coerulea 


31 Actinomadura coerulea Bacteria; 
ineae; Thermomonosporaceae; 


rosea 
rosea 


ref|NR_026002.1| Microbispora 
3734241 3735655 Microbispora 
ycetales; Streptosporangineae; 


14097 
Bacteria_16S 
14525 
Bacteria_16S 
14345 
Bacteria_16S 
14094 


Bacteria_16S 


Bacteria_16S 


3738500 3738532 12 


3739965 3739997 12 


3744356 3744388 12 


3745822 3745854 12 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3747280 3747312 12 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Strept 
44 gi 
Strept 
44 gi 
Strept 
44 gi 
Strept 
44 gi 


Strept 


219846409 
16S ribosomal RNA, partial sequence 3737165 37385 


219846408 
16S ribosomal RNA, partial sequence 3738628 37400 


219846405 
16S ribosomal RNA, partial sequence 3743020 37444 


219846404 
3744485 37458 


osporang 


osporang 


osporang 


osporang 


osporang 


44 gi 


219846403 


ref 


ref 


ref 


ref 


ref 


ref 


NR_026001.1 


Streptosp 
NR_026000.1 


Streptosp 
NR_025999.1 


Streptosp 
NR_025996.1 


Streptosp 
NR_025995.1 


Streptosp 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 
ineae; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
ineae; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 
ineae; 


orangiaceae; Nonomuraea. 
Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 
ineae; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 
ineae; 


orangiaceae 7 Nonomuraea. 


NR_025994.1 


Nonomuraea angiospora 


strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosporangiaceae; Nonomuraea. 


84716 
strain IFO 14745 


Bacteria_16S 


3748743 3748775 12 


44 


Actinobacteria; Actinobacteridae; Actinomycetales; 


84716 
aggregatus strain 
Bacteria; Actinob 
Blastococcus. 

84716 
strain IFO 15474 


Bacteria_16S 


Bacteria_16S 


3841012 3841044 12 


3902160 3902192 12 


44 


B15 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


44 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 
84716 
strain AS 4.1860 


84716 
permense strain V. 
permense Bacteria 
Brevibacterium. 

84716 
strain KMM 3637 1 


84716 
strain ATCC 29799 
Bacteria; Bactero 
84716 
nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 
84716 
strain A10 16S ri 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
bosomal RNA, partial sequence 


4075961 4075993 12 


4113792 4113824 12 


4121346 4121378 12 


4193521 4193577 13 
idetes; Bacteroidia; 


4219168 4219200 12 


Actinomadura. 
470281 470332 20 


ae; 


44 


44 


44 


69 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


44 


69 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
84716 
antarctica strain 
antarctica Bacter 
Pseudonocardiacea 
84716 
strain ID131577 1 
Actinobacteria; R 
84716 
glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 
84716 
aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 
84716 
aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 
84716 
ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 
84716 
psychrophenolicus 
psychrophenolicus 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 


Bacteria_16S 
n IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 
n IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


507285 507344 12 


Pseudonocardia. 
568276 568327 20 


e; 


ubrobacteridae; 
580172 580199 12 


e; Corynebacterium. 
624041 624068 12 


e; Corynebacterium. 
624079 624129 51 


e; Corynebacterium. 
1361830 1361888 12 
10331 16S ribosomal RNA, 


; Acidimicrobium. 
1422040 1422132 12 


Micrococcaceae; Arthrobacter. 


84716 
diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 
84716 
strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 

84716 


Bacteria_16S 
NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


1543478 1543509 12 


ia; 
ae; Actinokineospora. 


1680034 1680065 12 


1954008 1954035 12 


70 


69 


39 


39 


101 


69 


complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 


101 


43 


43 


17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


39 


Stre 


gi|219846402 


16S ribosomal RNA, partial sequence 3747408 37488 
Streptosporang 


gi| 219846335 


gi|219846294 


16S ribosomal RNA, partial sequence 3900794 39022 
Streptosporang 


gi|219846169 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Bacteria_16S 
KM Ac-2280 16S ribosomal RNA, partial 
; Actinobacteria; Actinobacteridae; Actinomyceta 


219846142 
sequence 


gi 


gi| 219846137 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 


gi|219846080 


gi| 219846062 


in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi| 265678738 


468944 47039 
ptosporang 


gi| 265678714 


DVS 5al 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


gi|265678674 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; Conexibacte 


265678666 
sequence 


gi 
gi| 265678636 
gi| 265678636 
gi| 228719712 
gi|224581444 
219857374 


gi 


gi| 219878422 


gi|219878226 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


38396 
Fran 


41921 
Bacteroidace 


Actinomy 


Actinomyce 


inomycetal 


ial sequen 
Actinomyc 


ial sequen 
Actinomyc 


ence 13604 
idimicrobi 


1 sequence 
ridae; Act 


sequenc 
Actinomyce 


16786 
Pseu 


ref|NR_025993.1| Nonomuraea africana 

20 Nonomuraea africana Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025925.1] Blastococcus 

32 3841072 Blastococcus aggregatus 
kineae; Geodermatophilaceae; 


ref|NR_025884.1| Herbidospora cretacea 
68 Herbidospora cretacea Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_025759.1| Nocardia xishanensis 

23 Nocardia xishanensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_025732.1| Brevibacterium 
4112427 4113885 Brevibacterium 

les; Micrococcineae; Brevibacteriaceae; 


ref|NR_025727.1| Brevibacterium celere 

73 Brevibacterium celere Bacteria; 

; Brevibacteriaceae; Brevibacterium. 

ref|NR_025670.1| Bacteroides capillosus 

39 4193621 Bacteroides capillosus 

ae; Bacteroides. 

ref|NR_025652.1| Actinomadura 
4217823 4219291 Actinomadura 

cetales; Streptosporangineae; 


Actinomadura latina 
latina Bacteria; 


ref |NR_029043.1 
5 Actinomadura 


ineae; Thermomonosporaceae; 
ref|NR_029019.1| Pseudonocardia 
505922 507359 Pseudonocardia 


tales; Pseudonocardineae; 
ref|NR_028979.1| Conexibacter woesei 
3  Conexibacter woesei Bacteria; 
raceae; Conexibacter. 
ref|NR_028971.1| Corynebacterium 
578821 580286 Corynebacterium 
es; Corynebacterineae; 
ref|NR_028941.1| Corynebacterium 
ce 622694 624168 Corynebacterium 
etales; Corynebacterineae; 
ref|NR_028941.1| Corynebacterium 
ce 622694 624168 Corynebacterium 


etales; Corynebacterineae; 
ref|NR_027584.1| Acidimicrobium 

61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 


ref|NR_027226.1] Arthrobacter 
1420664 1422164 Arthrobacter 
inomycetales; Micrococcineae; 


ref|NR_024962.1| Actinokineospora 
e 1542095 1543606 Actinokineospora 
tales; Pseudonocardineae; 


ref|NR_025561.1| Amycolatopsis japonica 
61 1680145 Amycolatopsis japonica 
donocardineae; Pseudonocardiaceae; 


ref|NR_025365.1| Corynebacterium 
1952641 1954047 Corynebacterium 


84716 


strain CF-25 16S 


84716 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


84716 


strain YIM 90001 


84716 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1958450 1958542 12 


2079175 20792141 


2150553 2150584 12 


2325163 2325190 12 


101 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


39 


DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 


43 


39 


gi|219878223 


1957067 19585 


219878137 
sequence 


gi 


gi| 219857635 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi] 219857513 


ref|NR_025362.1 


ref|NR_025276.1 
2077807 207932 


ref|NR_025224.1 
Pseudonocar 


ref |NR_025101.1 


strain LMG S-19264 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 


al 


23238 
es; 


Cory 


67 2325209 Coryne 
nebacterineae; 


Cc 


84716 


Bacteria_16S 


strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; 


2515985 2516036 20 


69 


gi|219857367 


ref|NR_024955.1 


Arthrobacter luteolus 


65 Arthrobacter luteolus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Propionibacterium 
0 Propionibacterium 


Actinomycetales; Propionibacterineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Caloramator coolhaasii 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; Caloramator. 


84716 


Bacteria_16S 


strain DSM 43194 


84716 Bacteria_16S 
thomssenii strain DSM 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; 


2611766 2611797 12 


2656039 2656066 12 


43 


39 


gi|219857258 


gi|219857221 


44276 16S ribosomal RNA, partial sequence 


Corynebacteriaceae; Corynebacterium. 


84716 Bacteria_16S 
thomssenii strain DSM 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; 


2656073 2656123 51 


101 


gi|219857221 


44276 16S ribosomal RNA, partial sequence 


Corynebacteriaceae; Corynebacterium. 


84716 Bacteria_16S 


2725120 2725179 12 


69 


gi| 219857172 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


84716 Bacteria_16S 
strain IFO 12513 


84716 Bacteria_16S 
strain IFO 13911 


84716 Bacteria_16S 
strain IFO 14915 


84716 


consettensis stra 
consettensis Bact 
Micromonosporacea 


84716 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


84716 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2800028 2800087 12 


2801551 2801610 12 


2803072 2803131 12 
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16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Prauserella. 
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Corynebacterineae; 
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2654667 2656138 Corynebacterium 
Corynebacterineae; 


ref|NR_024800.1| Longispora albida 

14 Longispora albida Bacteria; 
Micromonosporaceae; Longispora. 
ref|NR_024745.1| Actinoplanes lobatus 
36 Actinoplanes lobatus Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 
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Micromonosporaceae; Actinoplanes. 
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8 Actinoplanes 
osporineae; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Corynebacterium 
0 Corynebacterium 
cterineae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


gi|219846760|ref|NR_026352.1| Thermobrachium celere 

3240430 3241833 Thermobrachium celere Bacteria; 
Thermobrachium. 

gi|219846679|ref|NR_026271.1| Dermabacter hominis 


06 Dermabacter hominis Bacteria; 
occineae; 


ae; Dermabacter. 


Arthrobacter sulfureus 


strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
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84716 
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Actinoplanes. 
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3713317 3713376 12 
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16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


101 gi|219846592 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
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in 253 16S ribosomal RNA, partial sequence 37119 
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Micromonosporineae; 
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ref |NR_026184.1 
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tuberculostearicum strain Medalle X 16S ribosomal RNA, 
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Corynebacteriaceae; Corynebacterium. 
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Cc 
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16S ribosomal RNA, partial sequence 3461261 34627 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
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33 Arthrobacter 
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; Arthrobacter. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Actinoplanes 

planes auranticolor 

Micromonosporaceae; 


93485 93515 27 57 gi|265679001|ref|NR_029309.1]| Geovibrio 
ain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 
574276 574306 12 42 gi|265678670|ref|NR_028975.1| Corynebacterium 
partial sequence 572888 574399 Corynebacterium 


orynebacterineae; 
Thermoanaerobacter 
6 Thermoanaerobacter 


erobacteraceae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
84716 Bacteria_16S 25661 25710 20 69 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

84716 Bacteria_16S 66535 66568 12 45 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 
84716 Bacteria_16S 580208 580256 53 101 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

84716 Bacteria_16S 714744 714835 12 101 gi|265678573|ref|NR_028878.1| Mycobacterium 


botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

Mycobacterium. 

84716 Bacteria_16S 740914 740947 12 45 gi|265678554|ref|NR_028858.1| Saccharomonospora 

paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 

Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 

84716 Bacteria_16S 782747 782780 12 45 gi|265678524|ref|NR_028828.1| Xylanimonas 

cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 

cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Promicromonosporaceae; Xylanimonas. 

84716 Bacteria_16S 877007 877040 12 44 gi|265678461|ref|NR_028764.1| Streptomyces 

scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 

Streptomyces. 

84716 Bacteria_16S 986181 986214 34 67 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 

strain FC 097-2 16S ribosomal RNA, complete sequence 984769 986285 Acholeplasma vituli Bacteria; 

Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

84716 Bacteria_16S 1881031 1881080 20 69 gi|219878279|ref|NR_025418.1| Propionispora 


vibrioides strain 
vibrioides Bacter 
84716 


FKBS1 16S ribosomal RNA, 
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complete sequence 


les; Veillonel 
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Bacteria_16S 


ain XE 16S ribosomal RNA, 
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Firmicutes; 
2349231 2349279 53 


Micrococcaceae; Arthrobacter. 
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Bacteria_16S 


2683192 2683241 20 


Bacillales; 


complete sequence 
Paenibacillaceae; 


101 gi|219857495 


rain TGA 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


Actino: 


69 gi] 219857201 


straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 


straminisolvens Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


NR_025282.1 
2070125 207167 
Thermobacillus. 
ref |NR_025083.1 
2347826 234928 
mycetales; Micro 


1 Propionispora 

ionispora. 
Thermobacillus 

8 Thermobacillus 


Arthrobacter 
4 Arthrobacter 
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ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 


Clostridium 
8 Clostridium 
Clostridium. 


84716 Bacteria_16S 2779147 2779196 20 69 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

84716 Bacteria_16S 2957050 2957091 4 44 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

84716 Bacteria_16S 3034545 3034594 20 69 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

84716 Bacteria_16S 3208457 3208505 53 101 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

84716 Bacteria_16S 3247842 3247891 20 69 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

84716 Bacteria_16S 3496027 3496052 12 37 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

84716 Bacteria_16S 4225274 4225307 11 44 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

84716 Bacteria_16S 74120 74152 12 44 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

84716 Bacteria_16S 134936 134968 12 44 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

84716 Bacteria_16S 148395 148426 12 44 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

84716 Bacteria_16S 360049 360081 12 44 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
84716 Bacteria_16S 361595 361627 12 44 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

84716 Bacteria_16S 407264 407296 12 44 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

84716 Bacteria_16S 422721 422753 12 44 gi| 265678773 |ref|NR_029078.1| Yaniella halotolerans 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

84716 Bacteria_16S 430515 430547 12 44 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

84716 Bacteria_16S 442889 442933 1 44 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

84716 Bacteria_16S 462761 462793 12 44 gi| 265678743 |ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
84716 Bacteria_16S 494978 495010 12 44 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

84716 Bacteria_16S 496483 496515 12 44 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
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Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 

84716 Bacteria_16S 1710685 1710705 12 32 gi|219878401|ref|NR_025540.1 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

84716 Bacteria_16S 1800099 1800131 12 44 gi|219878336|ref|NR_025475.1 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 180016 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

84716  Bacteria_16S 1817019 1817039 12 32 gi|219878325|ref|NR_025464.1 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

84716 Bacteria_16S 1924998 1925030 12 44 gi| 219878245 |ref|NR_025384.1 
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quence 


NR_025021.1 
1529847 15313 
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NR_025572.1 
1661967 166345 


Pseudo 


NR_025571.1 


0 
Pp 


Actinomadura 
8 Actinomadura 
orangineae; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Pseudonocardia 


1923611 1925122 Pseudonocardia 


kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Pseudonocardia. 


84716 Bacteria_16S 1960006 1960038 12 44 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
84716 Bacteria_16S 2040769 2040821 18 69 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 
84716 Bacteria_16S 2100512 2100544 12 44 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 
84716 Bacteria_16S 2139982 2140002 12 32 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


84716 Bacteria_16S 2253608 2253640 12 44 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
84716 Bacteria_16S 2311463 2311487 20 44 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 


84716 Bacteria_16S 2343137 2343157 12 32 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
84716 Bacteria_16S 2347678 2347710 12 44 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
84716 Bacteria_16S 2349187 2349219 12 44 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
84716 Bacteria_16S 2514456 2514488 12 44 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 
84716 Bacteria_16S 2517484 2517516 12 44 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
84716 Bacteria_16S 2518974 2518994 12 32 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
84716 Bacteria_16S 2616498 2616518 49 69 gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 
strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae Sedis; Fusibacter. 

84716 Bacteria_16S 2657556 2657588 12 44 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
84716 Bacteria_16S 2660600 2660632 12 44 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 
84716 Bacteria_16S 2768401 2768433 12 44 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 
84716 Bacteria_16S 2796985 2797017 12 44 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
84716 Bacteria_16S 2806115 2806147 12 44 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
84716 Bacteria_16S 3042191 3042240 18 69 gi|219846895|ref|NR_026487.1| Facklamia languida 
strain 1144-97 16S ribosomal RNA, partial sequence 3040796 3042268 Facklamia languida Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
84716 Bacteria_16S 3048305 3048357 18 69 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
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e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Thermaerobacter 
5 Thermaerobacter 


XVII. Incertae Sedis; 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Propionigenium 
Propionigenium 

m. 

Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Muricauda 

Muricauda 

teriaceae; Muricauda. 
Pseudoalteromonas 
Pseudoalteromonas 

1lteromonadaceae; 


Thiomicrospira 
crospira kuenenii 
; Thiomicrospira. 
Thiomicrospira 
crospira chilensis 
; Thiomicrospira. 


NR_028679.1 


Thiomicrospira frisia 


1000320 1001783 Thiomicrospira frisia Bacteria; 


88610 Bacteria_16S 1029907 1029862 65 


thermophila strain I78 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 


88610 Bacteria_16S 1102374 1102329 65 


strain 14 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


88610 Bacteria_16S 1737449 1737404 65 


strain RB-8 16S ribosomal RNA, partial sequence 


Proteobacteria; 
88610 Bacteria_16S 
strain VenChi2 16 
Fusobacteria; 
88610 Bacteria_16S 
strain DSM 9537 1 
Fusobacteria; 
88610 Bacteria_16S 


1831681 1831636 65 


Fusobacteriales; 
3391472 3391427 65 


3421675 3421630 65 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 


nigrifaciens Bacteria; 
Pseudoalteromonas. 
88610 Bacteria_16S 


Proteobacteria; 


3426119 3426074 65 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 
88610 Bacteria_16S 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
88610 Bacteria_16S 
phenolicus strain 
phenolicus Bacteria; Firmicutes; 
88610 Bacteria_16S 4214000 4213955 65 
translucida strain KMM 52 
translucida Bacteria; 
Pseudoalteromonas. 
88610 Bacteria_16S 4215554 4215509 65 
paragorgicola strain KMM 
paragorgicola Bacteria; 

Pseudoalteromonas. 
88610 Bacteria_16S 
cyanea strain NA1 
Bacteria; Actinobacteria; 
Saccharomonospora. 
88610 Bacteria_16S 
azurea strain NA1 


4052733 4052688 65 


4078450 4078405 65 


Proteobacteria; 


Proteobacteria; 


771 726 65 


2310 2265 65 


Saccharomonospora. 
88610 Bacteria_16S 


18861 18816 65 


roseosalivarius strain AA718 16S ribosomal RNA, partial 


roseosalivarius Bacteria; 
Hymenobacter. 
88610 Bacteria_16S 


Bacteroidetes; 


27996 27951 65 


LR7.2 16S ribosomal RNA, 
Clostridia; 


34 16S ribosomal RNA, partial 
Actinobacteridae; Actinomycetales; 


110 


110 


110 


110 


S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


110 


110 


110 


110 


110 


110 


110 


strain 1502-91 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
88610 Bacteria_16S 


Flavobacteria; 


46076 46031 65 


strain M069 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


88610 Bacteria_16S 71952 71907 65 


sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 


Flavobacteriales; 


Gammaproteobacteria; Alte 
110 gi| 265679063 
sequence 1 

Pseu 

110 gi| 265679062 
1539 

Pseu 

110 gi| 265679051 
sequence 

Sphingobacteria; Sphingo 
110 gi| 265679045 
27210 28718 

Flavobacteriaceae 

110 gi| 265679033 
45374 46777 


110 


gi 


Thiotrichales; 


gi 


1101592 11031 


gi 


1736673 17381 
Gammaproteobacteria; Oceanospirillales; 


gi 


1830898 18324 
Ilyobacter. 


gi 


6S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; Fusobacteriaceae; Propionigenium. 


gi 


Gammaproteobacteria; 


gi 


gi 


3562 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


complete sequence 
Clostridiales; 


gi 


0 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


gi 


3548 16S ribosomal RNA, partial sequence 


28 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


265678358 
10291 
Pis 
265678308 


219878383 


Oleispira 
219878315 


219846651 


219846630 
sequenc 
Alter 


219846627 
equence 
Alteromon 


219846185 
40519 
P 


219846167 


Pepto 
219846065 
equence 
Altero: 


219846064 


265679016 


ref 


ref 


> Mi 
ref 


ref 


ref 


ref 


ref 
adal 


ref 


ref 


cocc 
ref 


mona 
ref 
romo 
ref 
dono 
ref 
dono 
ref 
bact 
ref 


7 Co 
ref 


eae; 
ref 


sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Pseudonocardia. 
77893 77848 


Pseudonocardiaceae; 


88610 Bacteria_16S 65 


joergensenii strain B331 16S ribosomal RNA, partial sequence 
Deltaproteobacte 


joergensenii Bacteria; 
Desulfospira. 
88610 Bacteria_16S 
conspicuum strain 


Proteobacteria; 


108249 108204 65 


110 


110 


gi 


gi 


3895/92 16S ribosomal RNA, partial se 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
88610 Bacteria_16S 


Mycobacterium. 
115996 115951 65 


110 


gi 


265679012 
ria; Desul 


265678990 
quence 
Actinomyce 


265678985 


ref 


foba 


ref 


tale 


ref 


vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 


R 


05 1030582 Thiomi 
cirickettsiaceae 


28 4053458 Pseudo 
seudoalteromonad 


4077655 40791 


4213214 42147 


4214764 42162 


1489 


3029 


18082 


Mycobacterium 


71176 


77090 


107522 10891 


NR_028660.1 
NR_028610.1 
crobacteriac 
NR_025522.1 


NR_025454.1 


NR_026243.1 


NR_026222.1 


e 3420894 342232 
omonadales; 


Pseu 


NR_026219.1 


3425334 342676 


es; Pseudoal 


NR_025775.1 


NR_025757.1 
8 
aceae; Crypt 
NR_025655.1 
1 
dales; Pseud 
NR_025654.1 
6 
nadales; Pse 
NR_029371.1 
Saccha 
cardineae; P 
NR_029370.1 
Saccha 
cardineae; P 
NR_029359.1 
19577 
eriales; Fle 
NR_029353.1 


enonia. 
NR_029341.1 


Mycobacteri 
NR_029324.1 
72680 


ales; Pseudo 


Thiomicrospira 
crospira thermophila 
; Thiomicrospira. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 

Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Hymenobacter 
Hymenobacter 


xibacteraceae; 


Coenonia anatina 


Coenonia anatina Bacteria; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 

Pseudonocardia 

Pseudonocardia 
nocardineae; 


NR_029320.1 
78536 


cterales; De 


NR_029298.1 
7 


s; Corynebac 


Desulfospira 
Desulfospira 
sulfobacteraceae; 


Mycobacterium 
Mycobacterium 
terineae; 


NR_029293.1 


Mycobacterium 


15240 116730 Mycobacterium 


88610 


88610 


Bacteria_16S 
succinoxidans str 
succinoxidans Bacteria; 
Desulfuromusa. 
Bacteria_16S 
strain Kysw2 16S 


Proteobacteria; D 


141869 141824 65 
Proteobacteria; 


143353 143308 65 


110 
ain Gylac 16S ribosomal RNA, partial seq 
Deltaproteobacter 


110 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 


gi 


gi 


265678968 


265678967 
142594 144031 Desulfuromusa 


ref|NR_029276.1 
141109 142543 
Desulfuromonadales; 


uence 
ia; 
ref |NR_029275.1 


Desulfuromonadaceae; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 


Desulfuromusa. 


88610 Bacteria_16S 152418 152373 65 110 gi| 265678961 |ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

88610 Bacteria_16S 155535 155490 65 110 gi| 265678959 |ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

88610 Bacteria_16S 182891 182846 65 110 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 


strain 6VI 16S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 

chartatabidum str 
chartatabidum Bacteria; 
Bacteria_16S 

strain IP 2227 16 


Firmicutes; 
88610 


88610 


Firmicutes; 
88610 


Clostridiales; 
198163 198118 65 


Firmicutes; Clostridia; 
212244 212199 65 


Clostridiales; 
225911 225866 65 


110 

S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 
strain 2502 16S ribosomal RNA, partial sequence 


182124 18361 
Clostridiaceae; 
110 
ain 163 16S ribosomal RNA, partial seque 
Clostridi 
265678921 
211461 21296 
Clostridiaceae; 
110 


gi 


gi 


gi 


cl 


cl 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


88610 


Bacteria_16S 
aichiense strain 
Bacteria; Actinob 


227418 227373 65 


110 
49005 16S ribosomal RNA, partial seque 


Mycobacterium. 


88610 


88610 


88610 


88610 


88610 
subsp. 


88610 


88610 


vibrioformis stra 
vibrioformis Bacteria; 


88610 


88610 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 

294304 294259 65 110 gi|265678864|ref|NR_029170.1 

in 6030 16S ribosomal RNA, partial sequence 293547 295005 

Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthec 

297384 297339 65 110 gi| 265678862 |ref|NR_029168.1 

ribosomal RNA, partial sequence 296587 297949 Mycobacterium 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
333996 333951 65 110 gi| 265678838 |ref|NR_029143.1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

88610 Bacteria_16S 335538 335493 65 110 gi|265678834|ref|NR_029139.1 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifido 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
88610 Bacteria_16S 338669 338624 65 110 gi| 265678832 |ref|NR_029137.1 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifido 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
88610 Bacteria_16S 341740 341695 65 110 gi|265678830|ref|NR_029135.1 


marinus strain MH 


Bacteria; 
88610 


Bacteria_16S 
strain 47001 16S 


Bacteria_16S 
burtonensis strain ACAM 188 16S ribosomal RNA, 
burtonensis Bacteria; 
Bacteria_16S 

rifamycini 
cremea subsp. 
Streptosporangine 
Bacteria_16S 
vibrioformis strain B54 16S ribosomal RNA, 
vibrioformis Bacteria; 
Desulfobacter. 
Bacteria_16S 


rat 


Bacteria_16S 
strain F 628 16S 


Bacteria_16S 
strain ATCC 51131 


228924 228879 65 110 


230432 230387 65 110 


242907 242862 65 110 


Mycobacterium. 
263997 263952 65 110 
Bacteroidetes; 


268457 268412 65 110 


283629 283584 65 110 


349181 349136 65 110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 
Bacteria_16S 
strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bac 
Mycobacteriaceae; 


les; 


gi 


acteria; Actinobacteridae; Actinomycet 


gi 


Cory 


gi 


gi 


complete seq 
teria; Actinobacteria; Actinobacteridae; 


gi 


partial 


Flavobacteria; Fla 


gi 


strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 


gi 


complete seq 


16S ribosomal RNA, partial sequence 


Thiotric 


gi 


265678931 


265678912 
225125 226581 Mycobacterium 


265678911 
nce 
ales; 


ostridium. 
ref |NR_029239.1 
nce 197405 198934 
ales; Clostridiaceae; Cl 
ref |NR_029229.1 


ostridium. 

ref |NR_029220.1 
bacterineae; 
ref|NR_029219.1 
226632 228087 Mycoba 


2 Clostridium irregulare Bacteria; 


Clostridium 
Clostridium 
ostridium. 
Clostridium baratii 


8 Clostridium baratii Bacteria; 


Mycobacterium chitae 
chitae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 
cterium aichiense 


Corynebacterineae; 


-110 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 


strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


265678910 
228138 229595 Mycobacterium 
nebacterineae; 
265678909 
229646 231103 Mycobacterium 
nebacterineae; 
265678900 
uence 


265678884 
sequence 

vobacteriales; 
265678881 
rtial sequence 267723 
nobacteridae; 


265678871 
uence 


hales; 
265678825 


ref|NR_029218.1 
Mycobacteri 
ref|NR_029217.1 
Mycobacteri 
ref|NR_029208.1 

242123 243639 
Actinomycetales; Coryne 


333245 334704 Mycoba 


340936 342344 Hydrog 
Piscirickettsiaceae 


Mycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
bacterineae; 


Psychroserpens 
Psychroserpens 
iaceae; Psychroserpens. 
Actinomadura cremea 
269132 Actinomadura 
les; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Prosthecochloris 
Prosthecochloris 
ochloris. 
Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Bifidobacterium 

bacterium subtile 

; Bifidobacterium. 
Bifidobacterium 

bacterium saeculare 

; Bifidobacterium. 
Hydrogenovibrio 

enovibrio marinus 

; Hydrogenovibrio. 


ref |NR_029130.1 
348412 349877 Agromy 


Agromyces hippuratus 
ces hippuratus Bacteria; 


88610 


castelarensis str 
castelarensis Bac 


Bacteria_16S 


368404 368359 65 


ain BJ-608 16S ribosomal RNA, 


Streptomycetaceae; Streptomyces. 


88610 


nipponensis strai 
nipponensis Bacte 


Bacteria_16S 


374380 374335 65 


n HKI 0315 16S ribosomal RNA, 


Streptomycetaceae; Kitasatospora. 


88610 


Bacteria_16S 


377485 377440 65 


XILO1 16S ribosomal RNA, complete sequence 


Actinobacteridae; 


88610 
subsp. 


Bacteria_16S 


nitratus strain IMET 11532, 
cerinus subsp. ni 


402026 401981 65 


Microbacteriaceae; Agromyces. 


88610 


hebeiensis strain 
hebeiensis Bacter 


Bacteria_16S 


403561 403516 65 


Streptomycetaceae; Streptomyces. 


88610 


strain A288 16S r 


Bacteria_16S 


405104 405059 65 


ibosomal RNA, partial sequence 


110 


110 


110 


gi|265678809|ref|NR_029114.1] Streptomyces 


partial sequence 367645 369119 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


gi|265678805|ref|NR_029110.1| Kitasatospora 


partial sequence 373661 375050 Kitasatospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


110 


110 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


88610 


ferralitis strain 
ferralitis Bacter 


Bacteria_16S 


409717 409672 65 


Streptomycetaceae; Streptomyces. 


88610 


putterlickiae str 
putterlickiae Bac 


Bacteria_16S 


436121 436076 65 


ain F18-98 16S ribosomal RNA, 


Streptomycetaceae; Kitasatospora. 


88610 


xinjiangensis str 
xinjiangensis Bac 


Bacteria_16S 


Actinosynnemataceae; 


88610 


strain Al10 16S ri 


Bacteria_16S 


449942 449897 65 


Saccharothrix. 
469670 469625 65 


bosomal RNA, partial sequence 


110 


110 


110 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


88610 


brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 


88610 


boenickei strain 
Bacteria; Actinob 
Mycobacterium. 


88610 


bajacaliforniensi 
bajacaliforniensi 


88610 


strain Sd/3 16S r 


gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 


16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
tratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi| 265678786 |ref|NR_029091.1| Streptomyces 


YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
404351 405830 Actinomadura meyerae Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


gi| 265678782 |ref|NR_029087.1| Streptomyces 


SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


gi|265678764|ref|NR_029069.1| Kitasatospora 


partial sequence 435340 436871 Kitasatospora 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


gi| 265678755 |ref|NR_029060.1| Saccharothrix 


ain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi|265678738|ref|NR_029043.1| Actinomadura latina 
468944 470395 Actinomadura latina Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


Bacteria_16S 478855 478810 65 110 gi| 265678732 |ref|NR_029037.1| Mycobacterium 
n W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 
Bacteria_16S 480404 480359 65 110 gi|265678731|ref|NR_029036.1| Mycobacterium 


Bacteria_16S 


Bacteria_16S 


485018 484973 65 


502111 502066 65 


ibosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillaceae; Bacillus 


88610 


strain Tf 16S rib 


Bacteria_16S 


511204 511159 65 


osomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillaceae; Geobacil 


88610 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


88610 


strain FI-0169 16 


Bacteria_16S 


Bacteria_16S 


523386 523341 65 


530997 530952 65 


110 


s strain BA-2 16S ribosomal RNA, 
s Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 


110 


110 


lus. 
110 


110 


S ribosomal RNA, partial sequence 


W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


gi| 265678728 |ref|NR_029033.1| Spirochaeta 
complete sequence 484221 485741 Spirochaeta 


gi| 265678717 |ref|NR_029022.1| Bacillus indicus 
501307 502811 Bacillus indicus Bacteria; 


gi|265678711|ref|NR_029016.1| Geobacillus debilis 
510382 511906 Geobacillus debilis Bacteria; 


gi|265678703|ref|NR_029008.1| Pseudonocardia 


ain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
530243 531694 Mycobacterium chimaera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 


Mycobacterium avi 


88610 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


88610 


Bacteria_16S 


Bacteria_16S 


um complex (MAC). 


538636 538591 65 


553888 553843 65 


110 


110 


gi|265678693|ref|NR_028998.1| Mycobacterium 


train WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 


gi| 265678683 |ref|NR_028988.1| Streptomyces 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 


Streptomyces. 


88610 Bacteria_16S 581110 581065 65 110 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

88610 Bacteria_16S 599024 598979 65 110 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
88610 Bacteria_16S 600554 600509 65 110 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

88610 Bacteria_16S 602143 602098 65 110 gi|265678651|ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

88610 Bacteria_16S 606730 606685 65 110 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

88610 Bacteria_16S 617586 617541 65 110 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

88610 Bacteria_16S 622007 621962 65 110 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

88610 Bacteria_16S 624994 624949 65 110 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
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Streptomycetaceae; 


Streptomyces. 


88610 Bacteria_16S 1440010 1439965 65 


strain LM 036 16S 


milosensis strain 


Bacteria; Firmicutes; Bacillales; Bacillaceae; 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
88610 Bacteria_16S 1441591 1441546 65 
SH714 16S ribosomal RNA, partial sequence 14407 


88610 Bacteria_16S 1474675 1474630 65 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 
7 


subsp. albus Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae; 


Streptomyces. 


88610 Bacteria_16S 1476239 1476194 65 


88610 Bacteria_16S 1488508 1488463 65 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actino 


Streptomycetaceae; 


Streptomyces. 


88610 Bacteria_16S 1527587 1527542 65 


strain JCM3369 16S ribosomal RNA, partial sequence 


110 


110 


110 


110 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


88610 Bacteria_16S 1529091 1529046 65 


strain JCM3146 16S ribosomal RNA, partial sequence 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


88610 Bacteria_16S 1530599 1530554 65 
ATCC 43269 16S ribosomal RNA, partial sequence 


oligospora strain 


oligospora Bacteria; 


Thermomonosporaceae; Actinomadura. 

88610 Bacteria_16S 1535134 1535089 65 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


88610 Bacteria_16S 1536643 1536598 65 
NRRL B-16134 16S ribosomal RNA, partial sequenc 


texasensis strain 


texasensis Bacteria; 


Actinosynnemataceae; Saccharothrix. 
88610 Bacteria_16S 1538205 1538160 65 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Saccharothrix. 
88610 Bacteria_16S 1539765 1539720 65 


strain NRRL B-16238 16S ribosomal RNA, partial 


110 


110 


110 


110 


110 


gi| 224581428 
1439230 14407 


gi| 224581427 


Filobacillus. 


gi| 219878476 


gi|219878445 


2 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium 


Actinomy 


avium complex (MAC 


gi| 219857134 
complete sequen 


gi| 219857435 
1526835 15282 
Streptosporang 


gi| 219857434 
1528339 15297 
Streptosporang 


gi|219857433 


Actinobacteria; Actinobacteridae; Actinomyce 


gi| 219857414 
Streptosporang 


gi| 219857378 


Actinobacteria; Actinobacteridae; Actinomyce 


gi| 219857377 


gi| 219857376 


sequence 15389 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
88610 Bacteria_16S 1541314 1541269 65 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Actinokineospora. 

88610 Bacteria_16S 1542874 1542829 65 
NRRL B-24047 16S ribosomal RNA, partial sequenc 


diospyrosa strain 


diospyrosa Bacteria; 


Actinosynnemataceae; Actinokineospora. 
88610 Bacteria_16S 1556318 1556273 65 


paranensis strain 


HKI 0190 16S ribosomal RNA, partial sequence 


110 


110 


110 


gi| 219857375 


gi| 219857374 


Actinobacteria; Actinobacteridae; Actinomyce 


gi|219846194 


paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


Streptomycetaceae; 


Kitasatospora. 


88610 Bacteria_16S 1557812 1557767 65 


terrestris strain 


HKI 0186 16S ribosomal RNA, partial sequence 


110 


gi|219846193 


terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


Streptomycetaceae; 


Kitasatospora. 


88610 Bacteria_16S 1559306 1559261 65 


gansuensis strain 


HKI 0314 16S ribosomal RNA, partial sequence 


110 


gi|219846192 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


Streptomycetaceae; 


Kitasatospora. 


88610 Bacteria_16S 1560794 1560749 65 
canariasense strain 502329 16S ribosomal RNA, partial sequence 


110 


gi|219846147 


ref|NR_027210.1| Lentzea violacea 
37 Lentzea violacea Bacteria; 


ref|NR_027209.1| Filobacillus 
88 1442278 Filobacillus milosensis 


ref|NR_025615.1] Streptomyces albus 
1473916 1475414 Streptomyces albus 


Actinomycetales; Streptomycineae; 


ref |NR_025584.1| Mycobacterium avium 
1475465 1476936 Mycobacterium avium 

cetales; Corynebacterineae; 

). 

ref|NR_024762.1| Streptomyces rimosus 

ce 1487741 1489225 Streptomyces rimosus 

mycetales; Streptomycineae; 


ref|NR_025023.1| Actinomadura yumaensis 
88 Actinomadura yumaensis Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_025022.1| Actinomadura spadix 
96 Actinoallomurus spadix Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_025021.1| Actinomadura 
1529847 1531308 Actinomadura 
tales; Streptosporangineae; 


ref|NR_025002.1| Actinomadura vinacea 
13 Actinomadura vinacea Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_024966.1| Saccharothrix 
e 1535864 1537375 Saccharothrix 
tales; Pseudonocardineae; 


ref|NR_024965.1| Saccharothrix 
1537426 1538935 Saccharothrix 
etales; Pseudonocardineae; 


ref|NR_024964.1| Crossiella cryophila 
86 1540484 Crossiella cryophila Bacteria; 
eae; Pseudonocardiaceae; Crossiella. 

ref |NR_024963.1| Actinokineospora 

ce 1540535 1542044 Actinokineospora 
etales; Pseudonocardineae; 


ref |NR_024962.1| Actinokineospora 
e 1542095 1543606 Actinokineospora 
tales; Pseudonocardineae; 


ref|NR_025784.1| Kitasatospora 
1555586 1557031 Kitasatospora 
tales; Streptomycineae; 


ref|NR_025783.1| Kitasatospora 
1557082 1558525 Kitasatospora 
tales; Streptomycineae; 


ref|NR_025782.1| Kitasatospora 
1558576 1560004 Kitasatospora 
tales; Streptomycineae; 


ref|NR_025737.1| Mycobacterium 
1560055 1561487 Mycobacterium 


canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 
88610 
strain MK27-91F2 


88610 
strain JCM 9114 1 


88610 
LMG 22167 16S rib 
Bacillales; Bacil 
88610 
strain DSM 40258 


88610 
tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 
88610 
subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 
88610 
chrestomyceticus 
chrestomyceticus 
Streptomycetaceae 
88610 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
88610 
strain DSM 43049 


88610 
olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 
88610 
strain DSM 40597 


88610 
purpurogeneiscler 


Streptomycineae; 
88610 
galactosidilyticu 
galactosidilyticu 
88610 
philippinense str 
philippinense Bac 
Pseudonocardiacea 
88610 
aridum subsp. lar 
Actinomycetales; 

88610 
albatum strain R 

Bacteria; Actinob 
Kibdelosporangium 
88610 
strain HS-5 16S r 
Actinobacteria; R 
88610 
rhodesiae strain 

rhodesiae Bacteri 
Mycobacteriaceae; 
88610 
strain DSM 44222 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; 
Streptomyces. 
Bacteria_16S 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


Bacteria_16S 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


Bacteria_16S 


Bacteria_16S 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
oticus strain DSM 43156 16S ribosomal 
Streptomyces purpurogeneiscleroticus Ba 


Bacteria_16S 
s strain LMG 17892 16S ribosomal RNA, 


Bacteria_16S 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Bacteria_16S 
gum strain SKF-AAD-609 16S ribosomal R 


Kibdelosporangium aridum subsp. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Mycobacterium. 
1574292 1574247 65 


1575817 1575772 65 


1586526 1586481 65 


laceae; Bacillus. 
1589602 1589557 65 


1591150 1591105 65 


; Streptomyces. 


1592698 1592653 65 


Streptomycetaceae; 
1594244 1594199 65 


; Streptomyces. 


1595791 1595746 65 


; Streptomyces. 


1597339 1597294 65 


1598887 1598842 65 


; Streptomyces. 


1600435 1600390 65 
1601983 1601938 65 
Streptomycetaceae; 
1651982 1651937 65 
s Bacteria; 


1662737 1662692 65 


e; Kibdelosporangium. 
1664277 1664232 65 


Pseudonocardineae; 
1665801 1665756 65 


1705522 1705477 65 


1726755 1726710 65 


Mycobacterium. 
1728294 1728249 65 


88610 


1729831 1729786 65 


Firmicutes; 


ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
Bacteria_16S 
DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


110 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


110 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 
osomal RNA, partial sequence 


110 


110 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


110 


110 


110 


110 


110 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 


110 


largum 


110 


761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


110 


110 


110 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 


110 


Stre 


Stre 


gi| 219856868 
donocardin 
gi| 219856867 
donocardin 
gi| 219878487 
1585730 15872 
gi| 219878485 
ptomycinea 
219878484 
1 sequence 
; Actinomy: 


gi 


219878483 
partial 
tinobact 


gi 
Ac 
219878482 


rtial sequ 
idae; Acti 


gi 


19878481 
sequence 
Actinomy 


gi|2 
1 
7 


gi| 219878480 
ptomycinea 
219878479 
partial s 
te 


gi 


110 gi|219878478|ref|NR_025617.1 
Streptomycineae; Streptomyceta 
110 gi| 219878477 |ref|NR_025616.1 
RNA, partial sequence 
Streptomyces. 

110 gi|219878441|ref|NR_025580.1 
partial sequence 165119 

Bacillales; Bacillaceae; Bacillus. 
110 gi| 219878433 |ref|NR_025572.1 
sequence 1661967 166345 
e; Actinomycetales; Pseudo 
110 gi| 219878432 |ref|NR_025571.1 

NA, partial sequence 


Kibdelosp 
219878431 
nce 16650 
ales; Pseu 


gi 


gi|219878404 
1704738 17061 
rmoleophil 
219878390 
equence 

inomycet 


gi 


gi|219878389 


nebacterin 


ridae; Actin 


ref |NR_024687.1 


Actinosynne 
NR_024686.1 


eae; 
ref 


eae; Actinosynne 
ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025624.1 
40 Streptomyces 
e; Streptomyceta 
ref|NR_025623.1 

1590391 159188 
cetales; Strepto 


ref 
sequ 
erid 


NR_025622.1 
ence 159193 
ae; Actinomy 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
equence 159812 
omycetales; 


orangium. 
ref |NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 
ref|NR_025543.1 
aceae; Thermoleo 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 
ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 


gi|219878388 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Bacillus humi strain 
Bacteria; Firmicutes; 


Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


73 Streptomyces violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


cteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacillus 
2 1652677 Bacillus 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Mycobacterium 

1 Mycobacterium 

erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 


ref|NR_025527.1 


Mycobacterium agri 


strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


88610 


Bacteria_16S 


1731343 1731298 65 


110 


gi 


219878387 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 


moriokaense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
88610 


Bacteria_16S 


Mycobacterium. 
1740519 1740474 65 


110 


gi 


219878380 


Actinomycetales; 


ref 


ref 


strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
namibiensis strain HAG 010767 16S ribosomal RNA, partial 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 


88610 


Thermomonosporace 
88610 
agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 
88610 
strain 2825 16S r 
Proteobacteria; G 
88610 
strain SPR2 16S r 


88610 
strain ISP 5293 1 


88610 
roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 
88610 
longisporus strai 
longisporus Bacte 
Streptomycetaceae 
88610 
saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 
88610 
carmonensis strai 
carmonensis Bacte 
88610 
necropolis strain 
necropolis Bacter 
88610 
aridum strain DSM 
Bacteria; Actinob 


88610 
scardovii strain 
scardovii Bacteri 
Bifidobacterium. 
88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
n ISP 5166 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 
n LMG 20964 16S ribosomal RNA, partial sequence 
Bacillales; 
Bacteria_16S 
LMG 19488 16S ribosomal RNA, 
Bacillales; 
Bacteria_16S 

43828 16S ribosomal RNA, partial sequence 18156 
acteria; Actinobacteridae; Actinomycetales; 
Kibdelosporangium. 
Bacteria_16S 
CCUG 13008 16S ribosomal RNA, 
a; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


1746634 1746589 65 


ae; Actinomadura. 
1754247 1754202 65 


ria; Proteobacteria; 


1757377 1757332 65 


1758899 1758854 65 


1772267 1772222 65 


1773765 1773720 65 


; Streptomyces. 
1775262 1775217 65 


; Streptomyces. 
1788803 1788758 65 


1790381 1790336 65 


Firmicutes; 
1804152 1804107 65 


ria; 


Firmicutes; 
1816416 1816371 65 


ia; 


1833222 1833177 65 


1852952 1852907 65 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Bacteria_16S 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


110 


110 


110 


110 


110 


110 


110 


110 


110 


110 


110 


110 


110 


NR_025526.1 
1730570 1732062 Mycobacterium 
Corynebacterineae; 


NR_025519.1 


Mycobacterium 


Nocardiopsis halophila 
halophila Bacteria; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


gi 


gi 


gi 


219878376 


219878370 


n KMM 255 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219878367 


sequence 
Actinomycetales; 


Alteromonadales; 


ref 


ref 


ref 


1756574 1758069 Psychromonas 


gi 


219878366 


1758120 17596 


gi 


Streptomycineae; Streptomycetaceae; 
NR_025493.1 
sequence 1773034 17744 
Actinomycetales; 


gi 


gi 


partial 


gi 


gi 


gi 


gi 


gi 


partial 


gi 


219878355 


219878354 


219878353 
sequence 


219878343 


n BC448 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


219878342 


219878333 


complete sequence 
Bacillaceae; 


219878325 


219878313 
sequence 


Bifidobacteriales; 


219878299 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 


cellulosilytica B 
Nocardiopsaceae; 
88610 
halophila strain 
halophila Bacteri 


88610 
humiphilum strain 
humiphilum Bacter 


88610 
aerophilus strain 
aerophilus Bacter 
88610 
strain CCUG 41709 


88610 


Bacteria_16S 
DSM 44411 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Pseudonocardiaceae; 
Bacteria_16S 
DSM 12362 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 
Intrasporangiaceae; 
Bacteria_16S 


Bacteria_16S 


Thermobifida. 
1886700 1886655 65 


Saccharomonospora. 
1900555 1900510 65 


Ornithinimicrobium. 
1906150 1906105 65 


Bacteroidetes; 
1907652 1907607 65 


ia; 


1919862 1919817 65 


110 


110 


110 


110 


110 


acteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


partial 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Bacteria_16S 


gi 


219878274 


219878263 
sequence 


219878259 


I/26Corl 16S ribosomal RNA, partial sequence 
Sphingobacteria; Sphingobacteriales; 
NR_025397.1 


68 1908267 Actinomyces catuli Bacteria; 


219878258 
19068 


219878248 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 


joostei Bacteria; 


Bacteroidetes; 


88610 


Bacteria_16S 


1921370 1921325 65 


Flavobacteria; 


110 


gi 


Flavobacteriales; 


219878247 


scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


inomycetales; 


Actinomycetales; 


ref 


ref 


ref 


ref 
1774532 17759 


ref 
1788037 17895 


ref 
1789570 17910 


Bacillaceae; Virgibacillus. 
NR_025472.1 


ref 
1803341 18048 


Virgibacillus. 
NR_025464.1 
46 1817129 Kibdelosporangium aridum 
Pseudonocardineae; 


ref 


ref 
1832458 18338 


ref 
1852181 18536 


ref 
1885917 18874 
Pseudonoc 


ref 
1899804 19011 
Micrococ 


ref 

1905456 19068 
Flexiba 
ref 


Actinomycetac 


1919085 19205 
Flavobacteriac 
ref 

1920604 19220 


NR_025515.1 
1745863 1747300 Actinomadura 
Streptosporangineae; 


NR_025509.1 
1753455 1754959 Pseudoalteromonas 
Pseudoalteromonadaceae; 


NR_025506.1 


NR_025492.1 


NR_025482.1 


NR_025481.1 


NR_025452.1 


NR_025438.1 


NR_025413.1 


NR_025402.1 


NR_025398.1 


NR_025387.1 


NR_025386.1 


Actinomadura 


Pseudoalteromonas 


Psychromonas profunda 
profunda Bacteria; 


Psychromonas. 
NR_025505.1 
18 Gordonia sihwensis Bacteria; 
Gordoniaceae; 
NR_025494.1 
6S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
rain ISP 5277 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


Gordonia sihwensis 


Gordonia. 
Streptomyces arenae 
arenae Bacteria; 
Streptomyces. 
Streptomyces 

81 Streptomyces 


Streptomycineae; 


Streptomyces 
79 Streptomyces 


Streptomycineae; 


Blastococcus 
19 Blastococcus 


Frankineae; Geodermatophilaceae; 


Virgibacillus 
87 Virgibacillus 


Virgibacillus 
62 Virgibacillus 


Kibdelosporangium 
Pseudonocardiaceae; 


Bifidobacterium 
37 Bifidobacterium 


Bifidobacteriaceae; 


Thermobifida 
75 Thermobifida 


Streptosporangineae; 


Saccharomonospora 
21 Saccharomonospora 
ardineae; 


Ornithinimicrobium 
09 Ornithinimicrobium 
cineae; 


Hymenobacter 

17 Hymenobacter 
cteraceae; Hymenobacter. 
Actinomyces catuli 


eae; Actinomyces. 
Chryseobacterium 

53 Chryseobacterium 
eae; Chryseobacterium. 
Chryseobacterium 

61 Chryseobacterium 


scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Chryseobacterium. 
88610 


Bacteria_16S 


1924394 1924349 65 


110 


gi| 219878245 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 


kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


Pseudonocardiaceae; 


88610 


88610 


88610 


Bacteria_16S 
strain 2674 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 
Bacteria_16S 
strain 2693 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 
Bacteria_16S 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; 


1929067 1929022 65 


1930603 1930558 65 


1932151 1932106 65 


Actinomycetaceae; Actinomyces. 


88610 Bacteria_16S 1941095 1941050 65 110 gi| 219878234 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 19418 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

88610 Bacteria_16S 1950383 1950338 65 110 gi| 219878228 


spinosispora stra 
spinosispora Bact 


Pseudonocardiaceae; 


88610 


Actinomycetaceae; 
88610 


Mycobacteriaceae; 
88610 


stelliscabiei Bac 


Streptomycetaceae; 


88610 
reticuliscabiei s 


reticuliscabiei B 
Streptomycetaceae; 


88610 
somaliensis strai 
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Streptomycetaceae; 


88610 
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88610 
pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 
88610 
africanum strain 
africanum Bacteri 
Mycobacteriaceae; 
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Mycobacterium. 
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2058733 2058688 65 


2090752 2090707 65 
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2112144 2112099 65 
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ribosomal RNA, 
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cteria; Actinobacteria; Actinobacteridae; 
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Flavobacteria; Flavobacteriales; 
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cteridae; Actinomycetales; 
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gi 
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gi 


219857648 


gi 


Actinomycetales; 
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Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 
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Actinomycetales; 


inomycetales; 
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ND 
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Corynebac 
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Pseudon 


NR_025381.1 
62 Moritella profunda Bacteria; 


NR_025380.1 
09 Moritella abyssi Bacteria; 


NR_025379.1 
e 1931360 193276 


Actinomycetales; Actino 


NR_025373.1 
02 Bacillus shackletonii Bacteria; 


NR_025367.1 
1949601 195111 
Pseudonocardineae; 
NR_025364.1 


sequence 1954098 195552 


Actinomycetales; Actino 


NR_025296.1 
2051875 205339 
Corynebac 
NR_025294.1 


sequence 2053442 205491 


Actinomycetales; Strept 


NR_025293.1 
205497 
Stre 


NR_025292.1 


NR_025291.1 


NR_025268.1 


Coryn 


NR_025255.1 


Cryomorphaceae 


NR_025238.1 


NR_025237.1 


2 
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3 
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M 
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t 


Pseudonocardia 
2 Pseudonocardia 


ocardineae; 


Moritella profunda 


Moritella abyssi 


Actinomyces 
0 Actinomyces 


mycineae; 


Bacillus shackletonii 


Pseudonocardia 
2 Pseudonocardia 


Actinomyces 
0 Actinomyces 


mycineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Brumimicrobium 

6 Brumimicrobium 

; Brumimicrobium. 
Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Streptomyces humiferus 


30 Streptomyces humiferus Bacteria; 
Streptomycineae; Streptomyceta 
NR_025249.1 
81 2112761 Mycoba 
Corynebacterineae; 


ceae; Streptomyces. 
Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 


scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


88610 Bacteria_16S 
tokaiense strain ATCC 27 


Mycobacteriaceae; 
88610 Bacteria_16S 
poriferae strain ATCC 35 


Mycobacteriaceae; 
88610 Bacteria_16S 
strain ATCC 19422 


Mycobacterium; Mycobacte 
88610 Bacteria_16S 
strain ATCC 51384 16S ri 
Actinobacteria; Actinoba 
88610 Bacteria_16S 
skagerrakense strain D30 
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88610 Bacteria_16S 
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Actinobacteria; Actinoba 
88610 Bacteria_16S 
strain ATCC 927 16S ribo 
Actinobacteria; Actinoba 
88610 Bacteria_16S 
chloroethenivorans strai 
chloroethenivorans Bacte 
Pseudonocardiaceae; Pseu 


16S ribosomal 
Bacteria; Actinobacteria; 


2131799 2131754 65 


282 16S 


087 16S 


bosomal 


somal RNA, 


donocardia. 


ribosomal RNA, 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 
2133302 2133257 65 
ribosomal RNA, 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 
2134816 2134771 65 
RNA, 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 
2136333 2136288 65 
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cteridae; Actinomycetales; Corynebacterineae; 
2142341 2142296 65 
16S ribosomal RNA, partial sequence 
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complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterin 
2165008 2164963 65 
somal RNA, partial sequence 2164214 21657 
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2166549 2166504 65 
n SL-1 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; Ac 


110 219857647 
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partial 
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partial 
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21340 


110 gi 
partial sequence 
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110 gi] 219857625 


110 219857624 
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gi 


Corynebacterineae; 


88610 


88610 
fermentum strain 
Bacteria; 
88610 
strain Z-7792 16S 
Firmicutes; Bacil 
88610 
strain NRCM 00-25 


88610 
strain YIM 21741 


88610 


88610 
puniciscabiei Bac 
88610 
luridiscabiei Bac 


88610 
strain KS9 16S ri 


88610 
yunnanensis strai 
yunnanensis Bacte 


88610 
thermospinosispor 
thermospinosispor 


88610 
strain NRRL B-231 
Firmicutes; Bacil 
88610 


Actinomadura. 


Bacteria_16S 
strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinoba 
Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 
luridiscabiei str 


Bacteria_16S 
bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 
n YIM 41004 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
Bacteria_16S 
us strain AT10 16S ribosomal RNA, partial sequen 
us Bacteria; Actinobacteria; Actinobacteridae; A 
Streptomycetaceae; 
Bacteria_16S 
54 16S ribosomal RNA, partial 


Bacteria_16S 
strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2168062 2168017 65 


2190904 2190859 65 
Z-7984 
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2192401 2192356 65 


2218046 2218001 65 


2228656 2228611 65 


2237808 2237763 65 
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2246825 2246780 65 


Streptomyces. 
2248402 2248357 65 


Streptomyces. 
2253004 2252959 65 


2257590 2257545 65 


Streptomyces. 
2260714 2260669 65 


Streptomyces. 
2285324 2285279 65 


lales; Bacillaceae; 
2310855 2310810 65 


cteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 21901 
Bacillaceae; 
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Bacteria_16S 
5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Bacteria_16S 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 
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puniciscabiei str 


rain APO 16S ribosomal RNA, partial sequence 
Clostridia; 


ain S77 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


ain S63 16S ribosomal RNA, partial sequence 


teria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


Bacillus. 


110 gi| 219857623 
2167280 21687 
Streptomycinea 
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Amphibacillus. 
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2191612 21930 
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22172 


gi 
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Streptosporang 
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Actinomycetales; Strept 
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ref |NR_025236.1 


131039 213248 


ND 


NR_025235.1 
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ND 


ref |NR_025234.1 


ref |NR_025233.1 


ref |NR_025229.1 

2141553 214301 
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ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


ref|NR_025212.1 
69 Streptomyces 
e; Streptomyceta 
ref|NR_025193.1 
08 2191561 Amphib 


ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025175.1 
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; Microbacteriac 
ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 


ref|NR_025152.1 
96 Nocardiopsis 
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sequence 22845 
110 gi| 219857522 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium microti 


40 2135523 Mycobacterium microti 
Mycobacteriaceae; 


Mycobacterium brumae 


74 2137022 Mycobacterium brumae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
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9 Pseudonocardia 
seudonocardineae; 


Streptomyces speibonae 
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Amphibacillus 
acillus fermentum 
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Mycobacterium lacus 
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Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 
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3 Tindallia 

indallia. 
Streptomyces 

5 Streptomyces 

omycineae; 
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2 Streptomyces 


omycineae; 


Nocardiopsis composta 
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Streptomyces 

4 Streptomyces 
ycineae; 


Streptomyces 
2 Streptomyces 


Streptomycineae; 


Bacillus sonorensis 
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singaporensis str 
singaporensis Bac 
Nocardioidaceae; 
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galactanivorans s 
galactanivorans B 
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Bacteria_16S 


2327573 2327528 65 


2342533 2342488 65 


2344044 2343999 65 


Actinopolymorpha. 


2381991 2381946 65 
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acteria; Bacteroidetes; 
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avobacteria; 
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teria; Bacteroidetes; 
2452034 2451989 65 


Firmicutes; 
2468725 2468684 69 


eria; 
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Clostridia; 
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subsp. 


subtilis subsp. 
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Streptacidiphilus. 
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Streptacidiphilus. 
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Actinomycet 


lavobacteriales; 
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Actinomycetales; 
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Streptomycineae; 


ial sequence 2564201 25657 


nebacterineae; 


nebacterineae; 


ref 


ref 


ref 
2343294 23447 


ref 


ref 
2391886 23933 


ref 
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ref |NR_024929.1 
13 2554923 Strept 
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ref |NR_024922.1 
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Eubacteriaceae; 
ref |NR_024903.1 
10 Mycobacterium 
Mycobacteri 
NR_024886.1 


ref 


Incertae Sedis; 

ref |NR_024859.1 
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Mycobacteri 
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77 Mycobacterium 
Mycobacteri 
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43 Crossiella equi Bacteria; 
Pseudonocardiaceae; 
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01 Bacillus jeotgali Bacteria; 
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NR_025006.1 


NR_024992.1 


Microc 


3 


6 


Flavobacteriaceae; 
NR_025043.1 
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Mycobacterium doricum 
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5 Actinopolymorpha 
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Bacillus jeotgali 
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8 Zobellia 
Zobellia. 
Riemerella columbina 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
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3 Seinonella 
Thioalkalimicrobium 
kalimicrobium aerophilum 
; Thioalkalimicrobium. 
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9 Tetrasphaera 
occineae; 


Thermohalobacter 
halobacter berrensis 


Nocardiopsis trehalosi 
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Streptosporangineae; 
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Streptomyces 
9 Streptomyces 
mycineae; 


Bacillus subtilis 
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Ss. 

Streptacidiphilus 
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Streptacidiphilus 
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Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 
Eubacterium. 


Eubacterium 
8 Eubacterium 
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psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 


psychrotolerans Bacteria; 
Bacteria_16S 
troitsensis strain KMM 3674 16S ribosomal RNA, 
troitsensis Bacteria; 
Bacteria_16S 

15668 16S ribosomal RNA, partial sequence 27595 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


88610 


88610 
terrae strain IFO 


Actinokineospora. 
88610 
venezuelae strain 


Bacteria_16S 
JCM 4526 16S ribosomal RNA, partial sequence 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


88610 


strain JCM 9920 1 


88610 


strain JCM 4662 1 


88610 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae; 


88610 


minutisporangium 


88610 


amylolyticum stra 
amylolyticum Bact 


88610 


mesophilum strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


mesophilum Bacteria; 


88610 


strain Lp2 16S ri 


88610 


strain IFO 12702 


88610 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae; 


88610 


strain IMC S-0802 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


eria; 


Firmicutes; 
2738128 2738083 65 


Bacteroidetes; 
2760316 2760271 65 


2772367 2772322 65 


Streptomyces. 


2773902 2773857 65 


2775440 2775395 65 


2776977 2776932 65 


n JCM 4342 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2797904 2797859 65 


2811563 2811518 65 


Bacteroidetes; 
2813057 2813012 65 


Bacteroidetes; 
2814531 2814486 65 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 


2826586 2826541 65 


2831159 2831114 65 


2832697 2832652 65 


2838746 2838701 65 


Lactobacillales; 


110 


110 


110 


110 


110 


110 


110 


110 


110 


MBIC1140 16S ribosomal RNA, partial sequence 
Flavobacteria; 


110 


110 


110 


110 


110 


partial 
Flavobacteria; 


partial 


219857162 
sequence 


gi 


Flavobacteria 


gi| 219857146 


gi| 219857136 


gi|219857135 


6S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219857133 


6S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219857132 
sequence 


gi 


gi|219857118 


strain IFO 15962 16S ribosomal RNA, partial sequence 
Cryptosporangium minutisporangium Bacte 
Frankineae; 


gi|219857109 


in MBIC4355 16S ribosomal RNA, partial sequence 
Flavobacteria; 


gi| 219857108 
Flavobacterial 
gi|]219857107 
2813767 28152 


gi| 219856906 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


gi| 219856903 


n M338-M1 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Actinomyc 


219856902 
28319 


gi 


Streptomycineae; Streptomyceta 


gi| 219856898 


strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 28394 


88610 


Bacteria_16S 


2840305 2840260 65 


110 


gi|219856897 


Pseu 


Carnobacte 


ref 


ref 
es; 


ref 


riaceae; 
ref 


les; 
ref 


ref 


donocardineae; 


Zobellia. 


Zobellia. 


Zobellia. 


Colwellia. 


2771601 27730 


NR_024840.1 
99 2668066 Saccharopolyspora taberi 
Pseudonocardiaceae; 


NR_024839.1 
2668117 266958 
Pseudonocardineae; 


NR_024828.1 
16 Zobellia russellii Bacteria; 
Flavobacteriaceae; 
ref |NR_024827.1 
50 Zobellia laminariae Bacteria; 
Flavobacteriaceae; 
ref |NR_024826.1 
48 Zobellia amurskyensis Bacteria; 
Flavobacteriaceae; 
ref|NR_024805.1 
81 Colwellia piezophila Bacteria; 
ae; 
ref |NR_024794.1 
2731401 273285 
Marinil 
NR_024790.1 
2737379 273875 
Flavobacter 
NR_024774.1 
56 2761026 Actino 


donocardineae; 


NR_024764.1 


8 


Actinomycetales; 


Actinomycetales; 


Flavobacteriales; 


Streptomy 


ref|NR_024763.1 
19 Streptomyces 


ref|NR_024761.1 
57 Streptomyces 


ref |NR_024760.1 
2776208 277769 


ref |NR_024746.1 


279714 


ref |NR_024737.1 

2810779 281222 
Flavobacte 
ref |NR_024736.1 

2812273 281371 
es; Flavobacteri 
ref|NR_024735.1 
09 Tetrasphaera 


ref|NR_024727.1 


ref|NR_024724.1 
2830390 283187 
etales; Streptom 


ref |NR_024723.1 
28 2833415 Strept 
ref|NR_024717.1 


Microbacteriac 


Saccharopolyspora 


Saccharopolyspora 
1 Saccharopolyspora 


Zobellia russellii 


Zobellia laminariae 


Zobellia amurskyensis 


Colwellia piezophila 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 

Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 

Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces peucetius 


peucetius Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Cryptosporangium 
5 2798614 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Cryptosporangiaceae; Cryptosporangium. 


Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
Sporichthyaceae; S 


porichthya. 
Streptomyces 
7 Streptomyces 
ycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


eae; Agromyces. 


ref|NR_024716.1 


Agromyces luteolus 


strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


88610 
cineracea strain 


Streptomycetaceae; 
88610 


Firmicutes; 
88610 


Firmicutes; 
88610 


Firmicutes; 
88610 


Firmicutes; 
88610 
88610 
Firmicutes; 


88610 


Pseudonocardiaceae; 
88610 
IFO 
88610 


Sporichthya. 
88610 


88610 


Streptomycetaceae; 
88610 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae; 
88610 


Streptomycetaceae; 
88610 


Firmicutes; 
88610 


multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 
Geodermatophilaceae; 


88610 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
88610 Bacteria_16S 


tabacinasalis strain GF112B 16S ribosomal RNA, 
tabacinasalis Bacteria; 
Bacteria_16S 


88610 
strain GraMall 16S 


88610 


88610 
strain 22-7934 16S 
Firmicutes; 
88610 


Bacteria_16S 
SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 
strain DSM11031 16S ribosomal RNA, partial sequence 
Bacillales; 
Bacteria_16S 

strain IFO15718 16S ribosomal RNA, partial sequence 
Bacillales; 
Bacteria_16S 

strain JCM9731 16S ribosomal RNA, partial sequence 
Bacillales; 
Bacteria_16S 
strain JCM9070 16S ribosomal RNA, partial sequence 
Bacillales; 
Bacteria_16S 

nitritogenes strain JCM 6485 16S ribosomal RNA, partial s 
nitritogenes Bacteria; 
Bacteria_16S 

strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 28904 
Clostridia; Eubacteriaceae; 
Bacteria_16S 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 
16102 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Bacteria_16S 
brevicatena strain YU 720-21 16S ribosomal RNA, partial s 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
Bacteria_16S 
macrosporus strain A1201 16S ribosomal RNA, partial seque 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 
Bacillales; Geobacillus. 
Bacteria_16S 


multiseptatus strain AA826 16S ribosomal RNA, partial seq 


Bacteria; 


Bacteria_16S 


2843336 2843291 65 
Kitasatospora. 
2871287 2871242 65 


Bacillaceae; 
2876029 2875984 65 


Bacillaceae; 
2880741 2880696 65 


Bacillaceae; 
2882294 2882249 65 


Bacillaceae; 
2886712 2886667 65 


Firmicutes; 
2889760 2889715 65 


Clostridiales; 


2938298 2938253 65 


Actinoalloteichus. 
2939816 2939771 65 


2944371 2944326 65 


2960899 2960854 65 


2977738 2977693 65 


Streptomyces. 


Bacteria_16S 2979270 2979225 65 
thermolineatus strain A1484 16S ribosomal RNA, 


Streptomyces. 


Bacteria_16S 2980805 2980760 65 
thermovulgaris strain R10 16S ribosomal RNA, partial sequ 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae 


Streptomyces. 
3000668 3000623 65 


Bacillaceae; 
3011162 3011117 65 


Modestobacter. 
3027831 3027786 65 


strain GKNTAUT 16S ribosomal RNA, partia 
Clostridia; 


Firmicutes; 
3047698 3047653 65 


Firmicutes; 
3052214 3052169 65 
ribosomal RNA, 


3088383 3088338 65 


Firmicutes; 
3101832 3101787 65 


ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
3104861 3104816 65 


Bacillus. 


Bacillus. 


Bacillus. 


Bacillus. 


Clostridia; 


Colwelliaceae; 


Lactobacillales; Aero 


Clostridia; 


110 gi 


110 gi 


219856895 
complete sequence 


219856877 
2870477 28720 


ref|NR_024714. 


ref|NR_024696. 


2842551 284406 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


110 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
2875223 2876748 Bacillus mojavensis Bacteria; 

110 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
2879945 2881448 Bacillus carboniphilus Bacteria; 

110 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
2881499 2883013 Bacillus atrophaeus Bacteria; 

110 gi|219856865|ref|NR_024684.1| Eubacterium 

equence 2885932 2887408 Eubacterium 
Clostridiales; Eubacteriaceae; Eubacterium. 
110 gi|219856863|ref|NR_024682.1| Eubacterium budayi 


Eu 


110 gi 


110 gi 


110 gi 


110 gi|219856816|ref|NR_024635.1 

2960112 2961625 Colwellia maris Bacte 
Colwellia. 

110 gi|219846938|ref|NR_026530.1 

nce 2976976 297845 


Actinomycetales; Strepto 

110 gi| 219846937 |ref|NR_026529.1 
partial sequence 2978510 297999 

; Actinomycetales; Strep 

110 gi|219846936|ref|NR_026528.1 


110 gi 


110 gi|219846916|ref|NR_026508.1 
uence 3010413 301189 
Actinomycetales; Franki 
110 gi|219846905|ref|NR_026497.1 


Clostr 
gi 
partial 


110 
se 


110 gi 


110 gi 


Clostri 


110 gi 


Ti 


219856831 


219856830 
2939058 29405 


219856827 


219846923 


219846890 


219846887 
complete sequence 3051418 30529 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Bacteria_16S 
histidinovorans strain Z-7940 16S ribosomal RNA, partial 
histidinovorans Bacteria; 
Bacteria_16S 


219846863 


219846854 
3101054 31025 
Clostridiaceae; 


bacterium. 

ref 
sequence 
Actinomycetales; 


ref 


nocardineae; 
ref 
equence 


ence 
; Actinomycetales; 


ref 


1 sequence 3027026 30285 
idiales; 
ref 
quence 3046902 30484 
coccaceae; Facklamia. 

ref 


Pelobacteraceae; 
3087607 30890 


Clostridiaceae; 
ref 


sequence 
diales; 


ndallia. 


110 gi 


strain ATCC 25470 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846852 


Streptomycineae; 


ref 


NR_024650.1 
2937540 293900 
Pseudonocardineae; 


NR_024649.1 
28 Lentzea albida Bacteria; 
Actinosynnemataceae; 
NR_024646.1 
2943614 294507 
Actinomycetales; 


2980041 298152 


NR_026515.1 
82 Geobacillus pallidus Bacteria; 


Peptococcaceae; 
NR_026482.1 


NR_026479.1 
42 Malonomonas rubra Bacteria; 
Malonomonas. 

NR_026455.1 


NR_026446.1 
35 Tindallia magadiensis Bacteria; 


NR_026444.1 


Frankineae; 


3 


0 


9 


51 Eubacterium budayi Bacteria; 


Actinoalloteichus 
7 Actinoalloteichus 


Lentzea albida strain 


Lentzea. 
Sporichthya 

9 Sporichthya 

Sporichthyaceae; 


Colwellia maris strain 
ria; Proteobacteria; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Geobacillus pallidus 


Modestobacter 
4 Modestobacter 
neae; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Facklamia 
3 Facklamia 


Malonomonas rubra 


Natronincola 
0 Natronincola 
Natronincola. 
Tindallia magadiensis 


Streptomyces lydicus 


3104098 3105578 Streptomyces lydicus Bacteria; 


Streptomycetaceae; 


Streptomyces. 


88610 
halotolerans DSM 
Bacteria; 
88610 
antarctica strain 


Psychromonas. 


88610 


Streptomycetaceae; 
88610 
strain DSM 43764 


Actinomadura. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Streptomyces. 


3112303 3112258 65 
11383 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
3116919 3116874 65 
star-1 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; 


3236586 3236541 65 = 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 323732 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 


3253135 3253090 65 
16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 gi 


LEO gi 


110 


gi 


110 gi 


219846847 
31115 


Desulfobacterales; 


219846844 


219846763 


219846752 


Streptosporangineae; 


Alteromonadales; 


Actinomycetales; 


ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026436.1 

3116131 311762 
Psychr 


ref|NR_026355.1 


Strept 


ref|NR_026344.1 
26 Actinomadura 
Thermomon 


88610 


strain DSM 43067 


Bacteria_16S 


3254633 3254588 65 


110 


gi| 219846751 


16S ribosomal RNA, partial sequence 3253877 32553 


ref 


21 Actinomadura 


NR_026343.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

88610 Bacteria_16S 3265193 3265148 65 110 gi|219846744|ref|NR_026336.1 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 32658 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

88610 Bacteria_16S 3274298 3274253 65 110 gi|219846738|ref|NR_026330.1 


strain DSM 3662 1 
Firmicutes; 


88610 


strain Z-7692 16S 
Spirochaetes; 


88610 


strain Z-7591 16S 
Spirochaetes; 


88610 


strain DSM 44140 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


Spirochaetales; 


Spirochaetales; 


Clostridiales; 
3315365 3315320 65 


3318414 3318369 65 


3321439 3321394 65 


110 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


110 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


110 


6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


gi|219846710 
3314589 33160 


Spirochaeta. 


gi|219846708 
3317638 33191 


Spirochaeta. 


gi|219846705 


16S ribosomal RNA, partial sequence 3320684 33221 


ref 


ref 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


88610 


strain DSM 44183 


Bacteria_16S 


3336603 3336558 65 


110 


gi|219846694 


16S ribosomal RNA, partial sequence 3335845 33373 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


88610 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


88610 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


88610 


strain NCTC 10951 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3338112 3338067 65 


3339624 3339579 65 


3412780 3412735 65 


3448217 3448172 65 


110 


ain DSM 43528 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


110 


16S ribosomal RNA, partial sequence 


219846693 
sequenc 


gi 


gi|219846692 


ref 


ref 


train ATCC 33464 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


03 Mycobacterium 


e 3337354 333881 
Actinomycet 


NR_026302.1 


NR_026300.1 


NR_026297.1 


Gordoniacea 
NR_026286.1 


Mycobacteri 
NR_026285.1 
ales; Coryne 


NR_026284.1 
333886 


subrutilus strain 


DSM 40445 16S ribosomal RNA, 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
88610 
strain NRRL 2418 


Streptomyces. 
88610 
strain NCTC 11636 


88610 
strain DSM 40089 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Streptomyces. 


3449784 3449739 65 
16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3481747 3481702 65 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
3484763 3484718 65 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
3486330 3486285 65 


110 gi 
Stre 


110 gi 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
88610 


Bacteria_16S 


Streptomyces. 


3489447 3489402 65 


110 gi 


Actinomycetales; Cory 

110 gi|219846636|ref|NR_026228.1 
3412006 3413422 Actino 

Actinomycetace 

110 gi|219846611|ref|NR_026203.1 
complete sequence 3447437 344895 
Actinomycetales; Streptomy 

110 gi|219846610|ref|NR_026202.1 
complete sequence 3449003 3450520 Strept 
Streptomycineae; Str 

110 gi|219846588|ref|NR_026180.1 
3480966 3482380 Actino 


219846586 


ptomycinea 
219846585 
sequence 
Actinomyc 


219846583 


strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 34901 
Proteobacteria; Deltaproteobacteria; 


88610 


Bacteria_16S 


3490959 3490914 65 


Desulfuromonadales 
110 gi 


; Desulfur 
219846582 


mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 


mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


Streptomyces. 


Actinomycetace 
ref |NR_026178.1 


e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 


Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 

Psychromonas 
9 Psychromonas 
omonadaceae; 


Streptomyces 
0 Streptomyces 


omycineae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 
Eubacterium. 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Mycobacterium hodleri 
hodleri Bacteria; 

aceae; Mycobacterium. 
Mycobacterium 

3 Mycobacterium 

bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Streptomyces 

2 Streptomyces 

cineae; 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Streptomyces galbus 


99 Streptomyces galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 

ycineae; 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 


ref|NR_026174.1 
3490176 349169 
Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 


88610 
municipale strain 
municipale Bacter 
Pseudonocardiacea 
88610 
strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 
88610 
strain DSM 43045 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3494043 3493998 65 110 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 
3495423 3495378 65 110 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3504392 3504347 65 


110 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
strain DSM 7485 1 


Actinobacteria; Actinobac 
Bacteria_16S 


88610 
strain DSM 7486 1 


Actinobacteria; Actinobac 
Bacteria_16S 


88610 
strain DSM 20542 


Actinobacteria; Actinobac 
Bacteria_16S 


88610 
strain DSM 20528 


Bacteria_16S 


3513528 3513483 65 
6S ribos 


110 gi 
teridae; Actinomycetales; Micr 
3515052 3515007 65 110 gi 
6S ribos 
teridae; Actinomycetales; Micr 
3516570 3516525 65 110 gi 
16S ribo 
teridae; Actinomycetales; Micr 
3518092 3518047 65 110 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 
88610 
strain DSM 6011 1 
Firmicutes; Clost 
88610 
neopropionicum st 
neopropionicum Ba 
88610 
strain R91/1468 1 
Firmicutes; Lacto 
88610 
hiberniae strain 

hiberniae Bacteri 
Mycobacteriaceae; 
88610 
strain NCFB 2890 

Firmicutes; Lacto 
88610 
strain 1066 16S r 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3524211 3524166 65 110 gi 
CIB 12823 16S ribosomal RNA, partial s 
; Actinobacteria; Actinobacteridae; Ac 
e; Saccharopolyspora. 
3525691 3525646 65 110 gi 
ridia; Clostridiales; Clostridiaceae; 
3527259 3527214 65 110 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 
3600682 3600637 65 110 gi 


bacillales; Carnobacteriaceae; Dolosig 
3608271 3608226 65 110 gi 
ATCC 9874 16S ribosomal RNA, partial s 


Mycobacterium. 


3614297 3614252 65 110 gi 
bacillales; Carnobacteriaceae; Alloioc 
3615847 3615802 65 110 gi 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


88610 
komossense strain 
Bacteria; Actinob 
Mycobacterium. 
88610 
strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 
88610 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 
88610 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
88610 
paracochleata str 
paracochleata Bac 


Streptomycetaceae; 


88610 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 
88610 
strain OS-3256 16 
Actinobacteria; A 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3617356 3617311 65 110 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3636776 3636731 65 110 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3638315 3638270 65 110 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
; Streptomyces. 
3639867 3639822 65 110 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 
3641436 3641391 65 110 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 
3642961 3642916 65 110 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 
3644493 3644448 65 110 

S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


’ 


v 


v 


’ 


gi 


16S ribosomal RNA, partial sequence 3503623 35051 
omal RNA, partial sequence 3512760 35142 
omal RNA, partial sequence 3514284 35157 
occineae; 


somal RNA, partial sequence 3515805 35172 


16S ribosomal RNA, partial sequence 3517327 35187 


6S ribosomal RNA, partial sequence 3524935 35264 


6S ribosomal RNA, partial sequence 3599877 36013 


a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 3613485 36150 


3615060 36165 


219846580 
sequence 
Actinomyce 


219846579 
34946 
Pseu 


ales; 


219846573 


ococcineae 
219846567 


occineae 


66 


oc 
2198465 


oc 


219846565 


occineae 
64 


oc 
2198465 


ococcineae 
219846560 

equence 

tinomyceta 


219846559 


Clostridiu 
219846558 
ete sequen 
idiales; C 
219846506 


ranulum. 
219846500 

equence 

inomycet 


219846496 


occus. 
219846495 


nebacterin 
219846494 
ce 36165 
ales; Cory 
219846481 
36360 
ales; Cory 
219846480 
sequence 
idae; Acti 


219846479 
rtial sequ 
acteridae; 


219846478 
quence 
e; Actinom 


219846477 
sequence 
Actinomyc 


ref|NR_026172.1 
3493260 349458 
tales; Pseudonoc 


Thermocrispum 
8 Thermocrispum 
ardineae; 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


ref|NR_026165.1] Agromyces ramosus 

04 Agromyces ramosus Bacteria; 

; Microbacteriaceae; Agromyces. 

ref|NR_026159.1| Rathayibacter rathayi 

33 Rathayibacter rathayi Bacteria; 

; Microbacteriaceae; Rathayibacter. 

ref|NR_026158.1| Rathayibacter tritici 

54 Rathayibacter tritici Bacteria; 

; Microbacteriaceae; Rathayibacter. 

ref|NR_026157.1| Curtobacterium luteum 

76 Curtobacterium luteum Bacteria; 

; Microbacteriaceae; Curtobacterium. 

ref|NR_026156.1| Curtobacterium citreum 

98 Curtobacterium citreum Bacteria; 

Microbacteriaceae; Curtobacterium. 
Saccharopolyspora 

4 Saccharopolyspora 

dineae; 


52488 
les; Pseudonocar 
ref|NR_026151.1| Clostridium colinum 
07 Clostridium colinum Bacteria; 

m. 
ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; Clostridium. 
ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


Clostridium 
8 Clostridium 


ref|NR_026092.1 
3607525 360892 
ales; Corynebact 


Mycobacterium 
0 Mycobacterium 
erineae; 


’ 


Alloiococcus otitis 
otitis Bacteria; 


ref|NR_026088.1 
09 Alloiococcus 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026086.1| Mycobacterium 

66 3618027 Mycobacterium komossense 
nebacterineae; Mycobacteriaceae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 


ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


ref|NR_026072.1 
3637554 363905 
nomycetales; Str 


Streptomyces 
3 Streptomyces 
eptomycineae; 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


, 


ref|NR_026070.1 
3640656 364213 
ycetales; Strept 


Kitasatospora 
0 Kitasatospora 
omycineae; 


ref|NR_026069.1| Kitasatospora 
3642181 3643662 Kitasatospora 
etales; Streptomycineae; 


219846476 


ref|NR_026068.1| Kitasatospora azatica 


3643713 3645193 Kitasatospora azatica Bacteria; 
Streptomycineae; 


Streptomycetaceae; Kitasatospora. 


88610 


psychrotropica st 
psychrotropica Ba 


88610 
bohemicum strain 


bohemicum Bacteri 


Mycobacteriaceae; 
88610 


Bacteria; 
88610 
strain C8ST5 16S 
Bacteroidetes; Fl 
88610 


anatipestifer Bac 
88610 
hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 
88610 
sporothermodurans 
sporothermodurans 
88610 
rugatobispora str 
rugatobispora Bac 
Thermomonosporace 
88610 
strain FD 25934 1 


Actinomadura. 
88610 
luteofluorescens 
luteofluorescens 
Thermomonosporace 
88610 
libanotica strain 
libanotica Bacter 
Thermomonosporace 
88610 
strain IFO 14679 


Actinomadura. 
88610 
atramentaria stra 
atramentaria Bact 
Thermomonosporace 
88610 
strain IFO 14094 


88610 
franzmannii strai 
Bacteria; Bactero 
88610 
strain S51-W 16S 
Proteobacteria; 

88610 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
filamentus strain 
Bactero 
Bacteria_16S 


Bacteria_16S 
anatipestifer str 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3662829 3662784 65 110 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3664369 3664324 65 110 gi 
DSM 44277 16S ribosomal RNA, partial s 


Mycobacterium. 
3681154 3681109 65 110 gi 
215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
3702185 3702140 65 110 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
3703712 3703667 65 110 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
3721717 3721672 65 110 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Ss; 


al 


3723283 3723238 65 110 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3726234 3726189 65 110 gi 
ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Actinomadura. 

3727687 3727642 65 


1 
il 


al 
e; 


110 gi 


Stre 


3729141 3729096 65 110 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 
3730596 3730551 65 110 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 
3732054 3732009 65 


1 


Ac 


110 gi 


Stre 


3733515 3733470 65 110 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

3743747 3743702 65 


v 


110 gi 
Stre 
3793386 3793341 65 110 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3796390 3796345 65 110 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
3797921 3797876 65 110 


pt 


ne 
S; 


ol 


219846463 
al 
te 

219846462 
eq 
a; Actinobacteria; Actinobacteridae; Act 


219846450 
ce 


219846435 
3701387 37028 
ct 
219846434 
ia 
la 
219846420 
ce 


219846419 


219846417 


219846416 
6S ribosomal RNA, partial sequence 3726957 372 
Actinobacteria; Actinobacteridae; Actinomycetales; pt 
219846415 
id 


219846414 
se 


219846413 
16S ribosomal RNA, partial sequence 3731323 373 
Actinobacteria; Actinobacteridae; Actinomycetales; pt 
219846412 
eq 


219846405 
16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 219846368 


219846366 
3795600 37970 


219846364 


ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026054.1 

3663577 366509 
ales; Corynebact 


sequenc 
ria; Alt 


uence 
inomycet 


v 


ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref |NR_026026.1 


36803 
Flavoba 


; Gelidibacter. 
ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


eriaceae 


1 sequen 
vobacter 


37209 
es; Cory 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_026008.1 
nce 3725501 372690 
omycetales; Strept 


sequen 
laceae 


ce 


’ 


seque 
Actin 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomo 


83 


osporang n 
ref|NR_026006.1 
3728410 372981 


nomycetales; Str 


ce 
ti 


sequen 
ae; Ac 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


quence 
tinomyce 
ref|NR_026004.1 
31 Actinomadura 
ineae; Thermomo 


27 


osporang n 


ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


uence 

Actinomy 
ref|NR_025996.1 
ineae; Streptosp 
ref|NR_025959.1 
06 3794045 Polari 


cteriaceae; Pola 
ref|NR_025957.1 


osporang 


37926 
Flavoba 


e 


welliaceae; Colwellia. 


ref 


Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 
88610 
pelophila strain 
Bacteria; Proteob 
88610 
aggregatus strain 
Bacteria; Actinob 
Blastococcus. 

88610 
cellulolyticus st 
cellulolyticus Ba 
88610 
strain ATCC 19812 
Actinobacteria; A 


ibosomal RNA, partial sequence 


gi 
3797117 37986 


NR_025955.1 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Mycobacterium 
2 Mycobacterium 
erineae; 


Polaribacter 
bacter filamentus 
ribacter. 
Gelidibacter algens 


64 Gelidibacter algens Bacteria; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Bacillus 
9 Bacillus 


Actinomadura 
6 Actinomadura 


osporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Polaribacter 

bacter franzmannii 
ribacter. 

Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ammaproteobacteria; Thiotrichales; Pisci 
3838902 3838861 69 110 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3840409 3840364 65 110 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ha 


ce 
al 


3852489 3852444 65 110 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3919577 3919532 65 110 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Strept 


qu 


219846336 


219846335 


219846327 


id 
219846281 


rickettsiaceae; Cyclocla 
ref|NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025925.1 
32 3841072 Blasto 


kineae; Geoderma 


38381 
les; Pis 


38396 
es; Fran 
ref|NR_025917.1 
3851732 385319 
uminococcaceae; 


ence 


iales; R 


sticus. 
Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Blastococcus 
coccus aggregatus 
tophilaceae; 


’ 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 


ref|NR_025871.1 
3918787 3920316 Strept 
omycineae; Streptomyceta 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 


88610 
strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 
88610 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 
88610 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 
88610 
diastatochromogen 
diastatochromogen 
Streptomycetaceae 
88610 
acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 
88610 
strain RL-34 16S 


Bacteria_16S 


Bacteria_16S 
n ATCC 14975 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 
ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria_16S 
in RL-110 16S ribosomal RNA, 


eria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


3921158 3921113 65 


3922739 3922694 65 


; Streptomyces. 
3924319 3924274 65 


; Streptomyces. 
3925900 3925855 65 


; Streptomyces. 
3927480 3927435 65 


; Streptomyces. 
3929061 3929016 65 
ribosomal RNA, 


16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


110 gi| 219846280 
39203 

Stre 

110 gi|219846279 
complete sequenc 


110 


110 


complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


88610 
strain DSK1 16S r 
Proteobacteria; G 
88610 
strain KMM 6029 1 
Bacteroidetes; Fl 
88610 
KMM 6031 16S ribo 
Flavobacteria; Fl 
88610 
strain SW-2 16S r 
Bacteroidetes; Sp 
88610 
strain KMM 3944 1 
Bacteroidetes; Fl 
88610 
epiphytica strain 
epiphytica Bacter 
88610 
thalassocola stra 
thalassocola Bact 
Winogradskyella. 

88610 
cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 
88610 
strain R-6540 16S 
Firmicutes; Bacil 
88610 
strain JC1078 16S 


88610 
nebraskense strai 
nebraskense Bacte 
Mycobacteriaceae; 
88610 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 
88610 
strain KMM 3951 1 
Bacteroidetes; Fl 
88610 
strain KMM 3949 1 
Bacteroidetes; Fl 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
KMM 3906 16S ribosomal RNA, partial sequence 
Flavobacteria; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
strain HSC68 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


3952653 3952608 65 


3982032 3981987 65 


avobacteria; 
3990945 3990900 65 


avobacteriales; 
4007307 4007262 65 


hingobacteria; 
4013432 4013387 65 


avobacteria; 
4014911 4014866 65 


ia; Bacteroidetes; 


4016390 4016345 65 
eria; Bacteroidetes; 
4039216 4039171 65 
Mycobacterium. 

4042234 4042189 65 
lales; Bacillaceae; 
4054219 4054174 65 
4063261 4063216 65 


Mycobacterium. 
4073868 4073823 65 


Mycobacterium. 
4087719 4087674 65 


avobacteria; 
4089210 4089165 65 


avobacteria; 


88610 


Bacteria_16S 


4090699 4090654 65 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Moritellace 


Flavobacteriales; 


ibosomal RNA, partial sequence 


Flavobacteriales; 


Flavobacteriales; 


Flavobacteriales; 


110 gi| 219846276 
complete sequence 

Actinomy 

110 gi| 219846275 

3928271 39298 

Streptomycinea 

110 gi| 219846257 


110 


6S ribosomal RNA, partial sequence 3981260 39826 
Flavobacteriaceae 


110 


somal RNA, partial sequence 3990163 3991609 Piboc 
Flavobacteriaceae; 


110 


Sphingobacteriales; Cyclobacteria 


110 


6S ribosomal RNA, partial sequence 4012648 40140 
Flavobacteriaceae 


110 


110 


in KMM 3907 16S ribosomal RNA, partial sequence 
Flavobacteria; 


110 


LTA-388 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


110 


ribosomal RNA, partial sequence 
Bacillus. 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 
n UNMC-MY1349 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


110 


110 


110 


6S ribosomal RNA, partial sequence 4086933 40883 
Flavobacteriaceae 


110 


6S ribosomal RNA, partial sequence 4088431 40898 
Flavobacteriaceae 


110 


complete sequen 


Actinomyc 
gi| 219846278 


complete seque 


219846277 
complete 


gi 


3951843 39533 


gi|219846237 


gi|219846231 


Pibocella. 
gi|219846218 
4006528 40080 


gi| 219846214 


gi|219846213 


Flavobacterial 
gi|219846212 


Flavobacteri 
gi|219846197 


Actinomyce 


gi|219846195 
4041510 40429 


gi|219846184 
4053509 40549 


gi|219846177 
Actinomyc 
219846170 


sequence 
Acti 


gi 


gi|219846161 


gi|219846160 


Actinomycetales; 


ref |NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


ref|NR_025869.1 
e 3921948 392347 
etales; 


ref 
nce 


NR_025868.1 
392352 
Strept 


ref|NR_025867.1 
sequence 392511 


ref|NR_025866.1 
3926691 392822 
cetales; Strepto 


ref|NR_025865.1 
00 Streptomyces 
e; Streptomyceta 
ref|NR_025847.1 


Moritella. 
NR_025827.1 


ae; 
ref 


; Bizionia. 
ref |NR_025821.1 
ella ponti Bacte 


ref|NR_025808.1 
03 Algoriphagus 
ceae; Algoriphag 
ref |NR_025804.1 


; Winogradskyell 
ref|NR_025803.1 

4014130 401555 
es; Flavobacteri 
ref |NR_025802.1 

4015607 401703 
ales; Flavobacte 


ref|NR_025787.1 
4038441 403994 
tales; Corynebac 


ref|NR_025785.1 


ref|NR_025774.1 
29 Serinicoccus 
; Intrasporangia 
ref|NR_025767.1 
ce 4062487 406399 
etales; Coryneba 


ref|NR_025760.1 

4073095 407456 
nomycetales; Cor 
ref|NR_025751.1 


; Maribacter. 
ref|NR_025750.1 


; Maribacter. 


gi|219846159 


Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Moritella japonica 


48 Moritella japonica Bacteria; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 
Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 
5 Winogradskyella 
riaceae; 


Mycobacterium 
7 Mycobacterium 


terineae; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Mycobacterium 

2 Mycobacterium 

cterineae; 


Mycobacterium 
2 Mycobacterium 


ynebacterineae; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


ref|NR_025749.1 


Maribacter orientalis 


strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 


Bacteroidetes; Fl 


avobacteria; 


Flavobacteriales; 


Flavobacteriaceae; Maribacter. 


88610 Bacteria_16S 4092197 4092152 65 110 gi|219846158|ref|NR_025748.1| Maribacter 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
88610 Bacteria_16S 4105581 4105536 65 110 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
88610 Bacteria_16S 4126844 4126799 65 110 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
88610 Bacteria_16S 4162416 4162371 65 110 gi|219846106|ref|NR_025696.1| Algibacter lectus 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 
88610 Bacteria_16S 4183753 4183708 65 110 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
88610 Bacteria_16S 4201812 4201767 65 110 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
88610 Bacteria_16S 4203310 4203265 65 110 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
88610 Bacteria_16S 4204858 4204813 65 110 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
88610 Bacteria_16S 4210919 4210874 65 110 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
88610 Bacteria_16S 4218565 4218520 65 110 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 


rs 


88610 Bacteria_16S 4227681 4227636 65 110 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

88610 Bacteria_16S 4229153 4229108 65 110 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
strain SW49 16S ribosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

88610 Bacteria_16S 4233723 4233678 65 110 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
88610 Bacteria_16S 4238245 4238200 65 110 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 


strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


88610 Bacteria_16S 3661316 3661272 65 109 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
strain IC079 16S ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

88610 Bacteria_16S 423700 423655 65 110 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

88610 Bacteria_16S 21914 21872 65 107 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

88610 Bacteria_16S 70437 70395 65 107 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

88610 Bacteria_16S 204470 204428 65 107 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

88610 Bacteria_16S 221428 221383 65 110 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 


88610 Bacteria_16S 323106 323064 65 107 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

88610 Bacteria_16S 343157 343115 65 107 gi|265678829|ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 


japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 


88610 Bacteria_16S 388210 388168 65 107 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

88610 Bacteria_16S 549312 549270 65 107 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

88610 Bacteria_16S 643437 643395 65 107 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

88610 Bacteria_16S 726627 726585 65 107 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

88610 Bacteria_16S 766741 766699 65 107 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

88610 Bacteria_16S 828039 827997 65 107 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

88610 Bacteria_16S 829615 829573 65 107 gi|265678493|ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

88610 Bacteria_16S 1200843 1200801 65 107 gi|228715386|ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

88610 Bacteria_16S 1344627 1344585 68 110 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
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hingomonadales; Sphingomonadaceae; 
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88610 Bacteria_16S 80805 80760 65 110 gi| 265679010 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

88610 Bacteria_16S 88320 88275 65 110 gi| 265679004 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 
88610 Bacteria_16S 99125 99080 65 110 gi| 265678997 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
88610 Bacteria_16S 102230 102185 65 110 gi| 265678995 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequen 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillace 
Aneurinibacillus. 

88610 Bacteria_16S 103729 103684 65 110 gi| 265678994 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 10297 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Tsukamurella. 
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arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Hal 
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Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
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Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
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strain BAL-1 16S ribosomal RNA, complete sequence 130392 13190 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 
88610 Bacteria_16S 132764 132719 65 110 gi| 265678974 
strain R-10 16S ribosomal RNA, complete sequence 131953 13349 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermace 
88610 Bacteria_16S 135811 135766 65 110 gi| 265678972 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Actinomycetaceae; Actinomyces. 
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Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

88610 Bacteria_16S 272972 272927 65 110 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

88610 Bacteria_16S 274552 274507 65 110 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 
strain S-16 16S ribosomal RNA, partial sequence 273748 275246 Mycoplasma hyosynoviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

88610 Bacteria_16S 279100 279055 65 110 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

88610 Bacteria_16S 282050 282005 65 110 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

88610 Bacteria_16S 285173 285128 65 110 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
88610 Bacteria_16S 309516 309471 65 110 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

88610 Bacteria_16S 315547 315502 65 110 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

88610 Bacteria_16S 317011 316966 65 110 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

88610 Bacteria_16S 318501 318456 65 110 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
88610 Bacteria_16S 319936 319891 65 110 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

88610 Bacteria_16S 321507 321462 65 110 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

88610 Bacteria_16S 332467 332422 65 110 gi| 265678839 |ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

88610 Bacteria_16S 337104 337059 65 110 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

88610 Bacteria_16S 347746 347701 65 110 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

88610 Bacteria_16S 350659 350614 65 110 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

88610 Bacteria_16S 352092 352047 65 110 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

88610 Bacteria_16S 353554 353509 65 110 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

88610 Bacteria_16S 355013 354968 65 110 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

88610 Bacteria_16S 356490 356445 65 110 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

88610 Bacteria_16S 357920 357875 65 110 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 
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88610 Bacteria_16S 446875 446830 65 110 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

88610 Bacteria_16S 448407 448362 65 110 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

88610 Bacteria_16S 456199 456154 65 110 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

88610 Bacteria_16S 457699 457654 65 110 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

88610 Bacteria_16S 459151 459106 65 110 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

88610 Bacteria_16S 460630 460585 65 110 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

88610 Bacteria_16S 462158 462113 65 110 gi| 265678743 |ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
88610 Bacteria_16S 463662 463617 65 110 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
88610 Bacteria_16S 465164 465119 65 110 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

88610 Bacteria_16S 471248 471203 65 110 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

88610 Bacteria_16S 474401 474356 65 110 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

88610 Bacteria_16S 477313 477268 65 110 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

88610 Bacteria_16S 486605 486560 65 110 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

88610 Bacteria_16S 488178 488133 65 110 gi| 265678726 |ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

88610 Bacteria_16S 492817 492772 65 110 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

88610 Bacteria_16S 497406 497361 65 110 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

88610 Bacteria_16S 506681 506637 65 110 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

88610 Bacteria_16S 512750 512705 65 110 gi|265678710|ref|NR_029015.1| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

88610 Bacteria_16S 515654 515609 65 110 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

88610 Bacteria_16S 520325 520280 65 110 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

88610 Bacteria_16S 521853 521808 65 110 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
88610 Bacteria_16S 526419 526374 65 110 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

88610 Bacteria_16S 532475 532430 65 110 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
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ranaerobacte 
NR_028915.1 
NR_028912.1 


aceae; Enter 


NR_028911.1 


NR_028906.1 
udomonadales 
NR_028905.1 


tinomycetace 
NR_028902.1 


bactrum. 
NR_028901.1 


678955 680426 


s; Brucellac 
NR_028895.1 


687908 689408 


cterales; De 
NR_028894.1 


aceae; Citro 
NR_028893.1 


eriales; Ent 
NR_028891.1 
nctomycetale 
NR_028889.1 
bacteraceae 
NR_028887.1 
NR_028883.1 


NR_028881.1 


ibrio. 
NR_028876.1 


NR_028872.1 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Vibrio lentus strain 
a; Proteobacteria; 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 

Aerococcus 

651625 Aerococcus 


Caloranaerobacter 
naerobacter azorensis 
an 

Anaerostipes caccae 


caccae Bacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 
Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Pseudomonas 
Pseudomonas 


; Pseudomonadaceae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 
eae; Ochrobactrum. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 

erobacteriaceae; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Paenibacillus odorifer 
odorifer Bacteria; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
Aminobacter. 


Asticcacaulis 


719632 721036 Asticcacaulis 


88610 Bacteria_16S 731106 731061 65 110 gi| 265678561 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 

silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Soli 
88610 Bacteria_16S 732671 732626 65 110 gi| 265678560 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thioc 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

88610 Bacteria_16S 734094 734049 65 110 gi| 265678559 
halophila strain 4270 16S ribosomal RNA, partial sequence 73331 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chro: 
88610 Bacteria_16S 741797 741752 65 110 gi| 265678553 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 74252 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
88610 Bacteria_16S 743292 743247 65 110 gi| 265678551 
strain 3-p 16S ribosomal RNA, partial sequence 742578 74395 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
88610 Bacteria_16S 756048 756003 65 110 gi| 265678542 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 75674 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
88610 Bacteria_16S 763625 763580 65 110 gi| 265678537 
strain SW-45 16S ribosomal RNA, partial sequence 762839 76433 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
88610 Bacteria_16S 768189 768144 65 110 gi| 265678534 
strain J1 16S ribosomal RNA, partial sequence 767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
88610 Bacteria_16S 771280 771235 65 110 gi| 265678532 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 77198 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
88610 Bacteria_16S 774386 774341 65 110 gi| 265678530 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
88610 Bacteria_16S 776004 775959 65 110 gi| 265678529 
strain HKU4 16S ribosomal RNA, partial sequence 775183 77669 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

88610 Bacteria_16S 779095 779050 65 110 gi| 265678526 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 77827 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
88610 Bacteria_16S 780616 780571 65 110 gi| 265678525 


strain S-743 16S 
Tenericutes; Moll 


88610 Bacteria_16S 783706 783661 65 110 gi| 265678523 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 

satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnos 
88610 Bacteria_16S 785216 785171 65 110 gi| 265678522 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseud 
Pseudomonas. 

88610 Bacteria_16S 789757 789712 65 110 gi| 265678519 
strain J72 16S ribosomal RNA, partial sequence 789013 79048 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
88610 Bacteria_16S 792881 792836 65 110 gi| 265678517 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 79356 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

88610 Bacteria_16S 794325 794280 65 110 gi| 265678516 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 79361 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
88610 Bacteria_16S 797427 797382 65 110 gi| 265678514 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequenc 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillac 
88610 Bacteria_16S 798991 798946 65 110 gi| 265678513 
strain MOL361 16S ribosomal RNA, partial sequence 798207 79971 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
88610 Bacteria_16S 806631 806586 65 110 gi| 265678508 
thermophilum strain 7 16S ribosomal RNA, partial sequence 80584 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacter 
Thermodesulfobacterium. 

88610 Bacteria_16S 818827 818782 65 110 gi| 265678500 
strain 12993 16S ribosomal RNA, partial sequence 818049 81950 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
88610 Bacteria_16S 820332 820287 65 110 gi| 265678499 


strain 256 16S ri 


ribosomal RNA, partial sequence 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


bosomal RNA, partial sequence 


ref|NR_028865.1 

730321 731827 
bacillus. 
ref|NR_028864.1 
apsa rosea Bacte 


ref |NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref|NR_028857.1 


race 
ref 


ae; Roseomon 
NR_028855.1 


llac 
ref 


eae; Rhodoci 
NR_028846.1 
; Microbacteriac 
ref|NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028838.1 


Devosia. 
NR_028836.1 


ae; 
ref 


acea 
ref 


e; Cellvibri 
NR_028834.1 


eae; Pseudonocar 
ref |NR_028833.1 
4 Streptococcus 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref|NR_028829.1 
7 Acholeplasma 
eplasma. 
ref |NR_028827.1 
782926 784381 
piraceae; Shuttl 
ref|NR_028826.1 
784432 785869 
omonadales; Pseu 
ref|NR_028823.1 
Gordoniacea 
NR_028820.1 


eae; 
ref 


ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref|NR_028816.1 
4 Turicibacter 
eae; Turicibacte 
ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref|NR_028803.1 


teri 
ref 


aceae; Kluyv 


Solibacillus 
Solibacillus 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Streptococcus sinensis 
sinensis Bacteria; 


Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Acholeplasma axanthum 


axanthum Bacteria; 


Shuttleworthia 
Shuttleworthia 
eworthia. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Paenibacillus 
Paenibacillus 
us. 

Turicibacter sanguinis 


sanguinis Bacteria; 


a. 
Thermodesulfobacterium 

desulfobacterium 

ulfobacteriaceae; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


era. 


NR_028802.1 


Kluyvera intermedia 


819558 821010 Kluyvera intermedia Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


88610 
strain IMT37 16S 
Proteobacteria; 

88610 


G 


Alphaproteobacter 
88610 


Alphaproteobacter 
88610 
haemoperoxidus st 
haemoperoxidus Ba 
88610 
strain AC 615 16S 


88610 
strain U 16S ribo 
Bacillales; Bacil 


Bacteria_16S 
Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


821843 821798 65 
ribosomal RNA, partial 


824963 824918 65 


826465 826420 65 


831153 831108 65 


cteria; Firmicutes; 
838684 838639 65 


840261 840216 65 


laceae; Geobacillus. 


110 


sequence 


110 


110 


110 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


110 


gi 


821061 82256 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi 


824212 825662 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


gi 


825713 827158 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


gi 


rain 440 16S ribosomal RNA, partial sequence 
Lactobacillales; 


E 
gi 


837961 83941 
Streptosporang 


gi 


somal RNA, partial sequence 839468 840930 Geoba 


265678498 


265678496 


sea. 
265678495 


sea. 
265678492 


nterococca 
265678487 


265678486 


ref|NR_028801.1 


Pseudomon 
ref |NR_028799.1 
vestrisii Bacte 


ref |NR_028798.1 
eneae Bacteria; 


ref|NR_028795.1 

830324 831835 
ceae; Enterococc 
ref|NR_028790.1 


ineae; Streptosp 
ref |NR_028789.1 
cillus uzenensis 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Enterococcus 
Enterococcus 

us. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Geobacillus uzenensis 
Bacteria; Firmicutes; 


88610 Bacteria_16S 841747 841702 65 110 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

88610 Bacteria_16S 843222 843177 65 110 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

88610 Bacteria_16S 846353 846308 65 110 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

88610 Bacteria_16S 847877 847832 65 110 gi| 265678481 |ref|NR_028784.1| Paracoccus 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

88610 Bacteria_16S 850661 850616 65 110 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

88610 Bacteria_16S 859896 859851 65 ELD gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain Kl 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

88610 Bacteria_16S 861403 861358 65 110 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
88610 Bacteria_16S 870571 870526 65 110 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

88610 Bacteria_16S 874947 874902 65 110 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

88610 Bacteria_16S 882411 882366 65 110 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

88610 Bacteria_16S 883979 883934 65 110 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

88610 Bacteria_16S 897682 897637 65 110 gi|265678446|ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

88610 Bacteria_16S 902348 902303 65 110 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

88610 Bacteria_16S 905360 905315 65 110 gi| 265678441 |ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

88610 Bacteria_16S 906955 906910 65 110 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


singaporensis Bacteria; 


Desulforhopalus. 


Proteobacteria; 


88610 


strain RE35F/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Bacteria_16S 


908448 908403 65 


Deltaproteobact 


110 


gi 


eria; Desu 


lfobacterales; D 


265678439 


esulfobulbaceae; 


ref |NR_028741.1 


Erythrobacter citreus 


907717 909160 Erythrobacter citreus Bacteria; 


Sphingomonadales; Erythrobacteraceae; Erythrobacter. 


88610 
xylanovorans stra 
xylanovorans Bact 


Bacteria_16S 
in HESP1 16S ribosomal RNA, partial se 
Clostrid 


910019 909974 65 110 


Firmicutes; Clostridia; 
917820 917775 65 110 


eria; 


88610 Bacteria_16S 


strain IEGM 16S r 


ibosomal RNA, partial sequence 


gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


88610 
strain 213E 16S r 


Bacteria_16S 


919385 919340 65 110 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


88610 Bacteria_16S 


927171 927126 65 


110 


gi 


psychrophila strain LSv54 16S ribosomal RNA, partial se 


psychrophila Bacteria; 
Desulfotalea. 
88610 Bacteria_16S 


algidixylanolyticum Bacteria; 
88610 Bacteria_16S 
litoralis strain 
Bacteria; 
88610 
strain BT-H1 16S 
Firmicutes; 
88610 Bacteria_16S 
salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 
88610 Bacteria_16S 


ribosomal RNA, 
Clostridia; 


Proteobacteria; 


931681 931636 65 
algidixylanolyticum strain SPL73 16S ribosomal 
Firmicutes; 
934854 934809 65 


Clostridiales; 
956496 956451 65 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


958069 958024 65 


110 


110 


complete sequence 


110 


110 


Clostridia; 


Deltaproteobacte 


gi 


RNA, par 


Cc 
gi 


JS5 16S ribosomal RNA, partial sequenc 
Proteobacteria; Deltaproteobacteria; Bdellovi 
Bacteria_16S 939427 939382 65 110 gi 


Heliobacteriacea 


gi 


gi 


caldoxylosilyticus strain $1812 16S ribosomal RNA, part 


caldoxylosilyticus Bacteria; 
88610 Bacteria_16S 
selenitireducens 
selenitireducens Bacteria; 
88610 Bacteria_16S 
strain CIP 104663 
Proteobacteria; 
88610 Bacteria_16S 


Firmicutes; 
959607 959562 65 
strain MLS10 16S ribosomal RNA, partia 
Firmicutes; 
961126 961081 
16S ribosomal RNA, 
Gammaproteobacteria; 
962701 962656 


110 


Bacillales; 
65 110 


65 110 


Bacillales; 


Ba 
gi 


Baci 
gi 


complete sequence 
Pseudomonadales; 


P 
gi 


pseudoavium strain 47-16 16S ribosomal RNA, partial seq 


pseudoavium Bacteria; 
88610 Bacteria_16S 


Firmicutes; 
964171 964126 65 


Lactobacillales; 
110 


strain Y9 16S ribosomal RNA, partial sequence 


Ente 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


88610 
strain T-3 16S ri 
Bacteroidetes; Sp 
88610 
strain SS-2 16S r 
Bacteroidetes; Sp 
88610 
strain II-2 16S r 
Bacteroidetes; Sp 
88610 
strain FC 097-2 1 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


974986 974945 69 110 
bosomal RNA, partial sequence 
hingobacteria; 
976457 976416 69 110 
ibosomal RNA, partial sequence 
hingobacteria; 
979396 979355 69 110 
ibosomal RNA, partial sequence 
hingobacteria; 
985569 985524 65 
6S ribosomal RNA, 


110 


987145 987100 65 110 


Sphingobacteriales; 


Sphingobacteriales; 


Sphingobacteriales; 


265678438 |ref|NR_028740.1| Clostridium 
quence 909211 910743 Clostridium 
iales; Clostridiaceae; Clostridium. 
265678433|ref|NR_028735.1| Gordonia amicalis 
917039 918551 Gordonia amicalis Bacteria; 
nebacterineae; Gordoniaceae; Gordonia. 
265678432|ref|NR_028734.1| Gordonia desulfuricans 
918602 920113 Gordonia desulfuricans Bacteria; 
nebacterineae; Gordoniaceae; Gordonia. 
265678427 |ref|NR_028729.1| Desulfotalea 
quence 926361 927852 Desulfotalea 
ria; Desulfobacterales; Desulfobulbaceae; 
265678424 |ref|NR_028726.1| Clostridium 
tial sequence 930884 932385 Clostridium 
lostridiales; Clostridiaceae; Clostridium. 
265678422|ref|NR_028724.1| Bacteriovorax 
e 934056 935530 Bacteriovorax litoralis 
brionales; Bacteriovoracaceae; Bacteriovorax. 
265678419|ref|NR_028721.1| Heliorestis daurensis 
938639 940155 Heliorestis daurensis Bacteria; 
e; Heliorestis. 
265678408|ref|NR_028710.1| Pseudaminobacter 
sequence 955748 957207 Pseudaminobacter 
acteria; Rhizobiales; Phyllobacteriaceae; 
265678406 |ref |NR_028708.1| Geobacillus 
ial sequence 957258 958773 Geobacillus 
cillaceae; Geobacillus. 
265678405|ref|NR_028707.1] Bacillus 
1 sequence 958824 960272 Bacillus 
llaceae; Bacillus. 
265678404|ref|NR_028706.1| Pseudomonas veronii 
960323 961843 Pseudomonas veronii Bacteria; 
seudomonadaceae; Pseudomonas. 
265678403 |ref|NR_028705.1| Enterococcus 
uence 961894 963406 Enterococcus 
rococcaceae; Enterococcus. 
265678402|ref|NR_028704.1| Nocardia cerradoensis 
963457 964882 Nocardia cerradoensis Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 
265678394|ref|NR_028696.1| Lewinella persicus 


gi 


974224 97564 


Sap 
gi 


Sap 
gi 


Sap 
gi 


gi 


strain CDC 2970-59 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 
88610 
strain 167 16S ri 
Proteobacteria; G 
88610 
strain I-75 16S r 
Proteobacteria; G 
88610 
strain DO 14784 1 
Proteobacteria; G 
88610 
strain ATCC 33433 
Proteobacteria; G 
88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; Gammaproteobacteria; 
988725 988680 65 110 
bosomal RNA, partial sequence 


990305 990260 65 110 
ibosomal RNA, partial sequence 


991876 991831 65 110 


1004115 1004070 65 110 


1005640 1005595 65 110 


Enteroba 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


xr 


265678393 
975693 97713 


r 


265678391 
978631 98004 


r 


265678387 
complete sequence 984769 98628 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


Bacteria_16S 265678386 


Cc 


265678385 
987916 98944 
ammaproteobacteria; Enterobacteriales; 
265678384 
989496 99101 
ammaproteobacteria; Enterobacteriales; 
265678383 
6S ribosomal RNA, partial sequence 991068 99256 
ammaproteobacteria; Enterobacteriales; 
265678375 


265678374 


gi 


Lewinella. 
NR_028695.1 


ospiraceae; 
ref 


Lewinella. 
NR_028693.1 


ospiraceae; 
ref 


ospiraceae; Lewinella. 
ref|NR_028689.1 
5 Acholeplasma 


ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


98633 
teriales; 


Enterobacteriaceae; Citro 
ref|NR_028686.1 


Enterobacteriaceae; Citro 
ref|NR_028685.1 


Enterobacteriaceae; Citro 
ref|NR_028677.1 

1003352 1004810 Kluyve 
Enterobacteriaceae; Kluyv 
ref|NR_028676.1 


2 Lewinella persicus Bacteria; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Acholeplasma vituli 


vituli Bacteria; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 


peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


88610 
strain 1480D 16S 
Firmicutes; Bacil 
88610 
strain T7 16S rib 
Firmicutes; Bacil 
88610 
strain OK-1 16S r 
Proteobacteria; G 
88610 
strain SB2B 16S r 
Proteobacteria; G 
88610 
strain NS51 16S r 
Firmicutes; Lacto 
88610 
strain SH22623 16 


88610 
strain IC166 16S 
Bacteroidetes; Fl 
88610 
auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
88610 
strain IFM 10035 


88610 
strain IFM 0784 1 


88610 
strain IFM 0575 1 


88610 
strain IFM 10084 


88610 
strain YZ-96 16S 


88610 
quisquiliarum str 
quisquiliarum Bac 
88610 
strain LK2-10 16S 


Micromonospora. 
88610 
lithotrophicum st 
lithotrophicum Ba 
88610 
strain IFM 0245 1 


88610 
rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1007157 1007112 65 


lales; Bacillaceae; 


1008620 1008575 65 


lales; Bacillaceae; 


1010126 1010081 65 


1011676 1011631 65 


1023926 1023881 65 
ibosomal RNA, 
bacillales; 
1025377 1025332 65 


1028416 1028371 65 
avobacteria; 


1031412 1031367 65 


e; Micromonospora. 
1039099 1039054 65 


1040608 1040563 65 


1042146 1042101 65 


1043706 1043661 65 


1045262 1045217 65 


1046852 1046807 65 


teria; Firmicutes; 


1048335 1048290 65 


1049912 1049867 65 


1052838 1052793 65 


1057356 1057311 65 


88610 
88610 


88610 


Bacteria_16S 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 

acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae 
Bacteria_16S 
strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 10671 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
Bacteria_16S 


1063498 1063453 65 


1066500 1066455 65 


1067957 1067912 65 


osomal RNA, partial sequence 
Bacillus. 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellac 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellac 


Bacillales; 


110 


ribosomal RNA, partial sequence 
Bacillus. 


110 


110 


110 


110 


complete sequence 
Streptococcaceae; 


110 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
Bacteria_16S 


110 


ribosomal RNA, partial sequence 
Flavobacteriales; 


110 


110 


110 


110 


110 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Bacteria_16S 


110 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


110 


110 


110 


110 


110 


110 


gi 


1006359 10077 


gi 


1007814 10092 


gi 


1009316 10108 


gi 


1010904 10123 


gi 


1023111 10246 
Streptococcus. 


gi 


1024681 10260 


gi 


1027642 10290 
Flavobacteriaceae 


gi 


n TT1-11 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Bacteria_16S 


gi 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Bacteria_16S 


gi 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Bacteria_16S 


gi 


1044481 10459 


gi 


ain BLx 16S ribosomal RNA, partial sequence 
Bacillaceae; 


gi 


1047573 10490 


gi 


rain 17S 16S ribosomal RNA, partial sequence 
cteria; Aquificae; Aquificales; Desulf 


gi 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Bacteria_16S 


gi 


ain Klemme Rb 16S ribosomal RNA, partial sequenc 
teria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


yabuuchiae strain A1-18 16S ribosomal RNA, partial sequ 


Bacteria; Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
strain W1-2B 16S ribosomal RNA, partial sequence 


88610 


1069459 1069414 65 


110 


Sphingomonadales; 


gi 


1068707 10701 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


88610 


Bacteria_16S 


1070950 1070905 65 


110 


gi 


265678373 


265678372 


265678371 


265678370 


265678362 


265678361 


265678359 


265678357 
Actinomyc 


265678352 


265678351 


265678350 


265678349 


265678348 


265678347 


Cera 
265678346 


265678345 
urobacteri 
265678342 
265678339 
Rhiz 


265678335 


265678333 


265678332 
ence 10672 
265678331 


aulobacter 


ref|NR_028675.1 


ref |NR_028674.1 


ref |NR_028673.1 


Shewanella. 
NR_028672.1 


eae; 
ref 


eae; Shewanella. 
ref |NR_028664.1 
30 Streptococcus 
ref|NR_028663.1 
hizobium/Agrobac 
ref|NR_028661.1 
54 Cellulophaga 
; Cellulophaga. 
ref|NR_028659.1 

1030633 103211 
etales; Micromon 
ref |NR_028654.1 
Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028648.1 
neae; Micromonos 
ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref |NR_028644.1 


eae; Nocardiacea 
ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref |NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 


265678330 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Streptococcus mitis 
mitis Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Cellulophaga algicola 


algicola Bacteria; 


Micromonospora 
4 Micromonospora 
osporineae; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Cerasibacillus 
2 Cerasibacillus 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Balnearium 
0 Balnearium 
m. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Rhodopseudomonas 

7 Rhodopseudomonas 

izobiaceae; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Rheinheimera pacifica 


pacifica Bacteria; 


Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Brevundimonas nasdae 
nasdae Bacteria; 
onas. 


ref|NR_028632.1 


Tistrella mobilis 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 


88610 


tardaugens strain 
Bacteria; 


88610 


strain DAPP-PG 22 


88610 


strain NAFOO1 16S 
Firmicutes; 


88610 


strain Y 16S ribo 
Alphaproteobacter 


88610 


1139 16S ribosoma 
Bacillales; 


88610 


psychrophila stra 
Bacteria; 


88610 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


88610 


scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae; 


88610 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


88610 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


88610 


strain DF-32 16S 
Actinobacteria; Actinoba 
Microbispora. 


88610 


strain I-273 16S 
Firmicutes; 


88610 


ATCC 35469 16S ri 
Bacteria; 


88610 


strain R 16S ribo 
Proteobacteria; Alphaproteobacteria; 
fever group. 


88610 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


88610 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


88610 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


88610 


lucentensis strai 
Bacteria; 


88610 


strain MBIC3157 1 
Proteobacteria; Gammapro 


88610 


ochracea DSM 7271 
7271 Bacteria; 


88610 


DSM 16069 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


ia; 


1 RNA, 
Bacillaceae; 


16S ribosomal 
acteria; 


ribosomal RNA, 


ribosomal RNA, 
Lactobacillales; 


bosomal 
Proteobacteria; 


somal R 


ain W-5 
teria; 


in C6-1 
eria; Proteobacteria; Alphaproteobacteria; 


rain CM 
cteria; 


n QMT2 
Proteobacteria; 
6S ribo 


16S ribosomal 
Bacteroidetes; 


1073868 1073823 65 


1078260 1078215 65 


1081274 1081229 65 


Bacillaceae; 
1084235 1084190 65 


Sphingomonadales; 
1087347 1087302 65 
complete sequence 

Bacillus. 
1088910 1088865 65 


1090436 1090391 65 


Nonomuraea. 
1097895 1097850 65 


in KM-4927 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


1099405 1099360 65 


Acrocarpospora. 


1106973 1106928 65 


1108523 1108478 65 


1117666 1117621 65 


1119114 1119069 65 


1129713 1129668 65 


1141828 1141783 65 


1143354 1143309 65 


1144910 1144865 65 


3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobac 
1150868 1150823 65 110 gi 


1153843 1153798 65 


1173697 1173652 65 


Flavobacteria; 
1175195 1175150 65 


RNA, partial sequence 
Gammaproteobacteria; 


110 


110 


110 


ribosomal RNA, partial sequence 
Bacillus. 


110 


1086532 1088056 Bacil 


110 


110 


110 


110 


110 


110 


partial sequence 
cteridae; Actinomycetales; 


110 


partial sequence 
Streptococcaceae; 


110 


110 


110 


110 


110 


110 


gi 


ARI-1 16S ribosomal RNA, partial sequence 10731 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


gi 


4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


gi 


1080469 10819 


gi 


somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadaceae; 


gi 


in E-3 16S ribosomal RNA, partial sequence 10881 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


gi 


ain A-5 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
eae; 


gi 


partial 


gi 


in IFO 16266 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
eae; 


gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


1107766 11092 
Streptosporang 


gi 


1116890 11182 
Streptococcus. 


gi 


1118333 11198 
Enterobacteriales; 


gi 


NA, partial sequence 1128958 1130397 Ricke 
Rickettsiales; 


Ric 


gi 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi 


9 16S ribosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 11501 


Alphaproteobacteria; Rhodospirillales; 


gi 


somal RNA, partial sequence 1153118 11545 
teobacteria; Vibrionales; Vibri 


RNA, partial sequence 


110 gi 
Flavobacte 
110 gi 


265678328 


265678324 
10775 
Sphingomon 
265678322 
265678320 
Sphingo 
265678318 
265678317 


265678316 


265678311 
sequence 
Actinomy 


265678310 


Actinomy 


265678304 
11062 
Stre 


265678303 


265678297 


228716249 


253680770 
kettsiacea 
253680762 
Sphi 
253680761 
Rhodo. 
253680760 
teria; 


Pse 


253680756 


253680754 


onaceae; P 
228719222 

11729 
riales; Fl 


Actinomycetales; 


ref|NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028624.1 


ref|NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028620.1 
lus akibai Bacte 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028618.1 

1089685 109113 
Strept 


ref|NR_028613.1 
1097121 109859 
cetales; Strepto 


ref |NR_028612.1 
1098650 110009 
cetales; Strepto 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae; 


ref|NR_028605.1 
07 Microbispora 
ineae; Streptosp 


ref|NR_028598.1 
82 Streptococcus 
ref|NR_027549.1 
Enterobacteriac 
ref |NR_028018.1 
ttsia rickettsii 
e; Rickettsieae; 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


ref|NR_028009.1 

1142608 114408 
bacterales; Rhod 
ref|NR_028008.1 
144133 114556 
udomonadales; Ps 


b 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref |NR_028002.1 


hotobacterium. 
ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 


228718578 


Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Sphingobium amiense 
acteria; Proteobacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Rickettsia rickettsii 

Bacteria; 

Rickettsia; spotted 
Sphingopyxis 

7 Sphingopyxis 

hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 


ref|NR_027574.1 


Kangiella koreensis 


1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 


88610 
DSM 16795 16S rib 
Bacteria; Firmicu 
88610 
colihominis DSM 1 
17241 Bacteria; F 
88610 
pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
Bacteria_16S 


88610 
DSM 14365 16S rib 
Bacteria; Proteob 
88610 
strain 01-570-1 1 
Firmicutes; Lacto 
88610 
strain R-4079 16S 
Proteobacteria; G 
88610 
strain R-4069 16S 
Proteobacteria; G 
88610 
schoenbuchensis s 
schoenbuchensis B 
88610 
paucivorans strai 
Bacteria; Firmicu 
88610 
niigataensis stra 
niigataensis Bact 
88610 
aminovorans strai 
aminovorans Bacte 
88610 
temperatum strain 
temperatum Bacter 
88610 
metallireducens s 
metallireducens B 
88610 
strain 13.4 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Bacteria_16S 


88610 
limnophilus strai 
limnophilus Bacte 
88610 
strain A431 16S r 
Proteobacteria; G 
88610 
ganghwensis strai 
ganghwensis Bacte 
88610 
hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 

88610 
strain LM 161 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Bacteria_16S 


88610 
cellulosolvens 6 
Bacteria; Firmicu 
88610 
506 16S ribosomal 
Alphaproteobacter 
88610 
subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1176700 1176655 65 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1184225 1184180 65 110 
7241 16S ribosomal RNA, partial 
irmicutes; Clostridia; 
1194808 1194763 65 110 
53 16S ribosomal RNA, partial s 
a; Firmicutes; Clostridia; 


110 


1210010 1209965 65 

osomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
1220410 1220365 65 


110 


110 


bacillales; Carnobacteriaceae; 
1228013 1227968 65 110 
ribosomal RNA, partial sequenc 


1229549 1229504 65 110 
ribosomal RNA, partial sequenc 


1232581 1232536 65 110 
train R1 16S ribosomal RNA, par 
acteria; Proteobacteria; Alphap 
1237171 1237126 65 110 
n SYR1 16S ribosomal RNA, parti 
tes; Clostridia; Clostridiales; 
1238674 1238629 65 110 
in DSM7050 16S ribosomal RNA, p 
eria; Proteobacteria; Alphaprot 
1240190 1240145 65 110 
n DSM7048 16S ribosomal RNA, pa 
ria; Proteobacteria; Alphaprote 
1243178 1243133 65 110 
SDW 018 16S ribosomal RNA, par 
ia; Proteobacteria; Alphaproteo 
1244717 1244672 65 110 
train 853-15 16S ribosomal RNA, 
acteria; Firmicutes; Clostridia 
1246222 1246177 65 110 
ibosomal RNA, partial sequence 


1255140 1255095 65 110 
n DSM 6472 16S ribosomal RNA, p 
ria; Firmicutes; Bacillales; Pa 
1258172 1258127 65 110 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales 
1277632 1277587 65 110 
n JC2041 16S ribosomal RNA, par 
ria; Proteobacteria; Gammaprote 
1292697 1292652 65 110 
icus strain VT8 16S ribosomal R 
icus Bacteria; Proteobacteria; 


1300145 1300100 65 
ribosomal RNA, 


110 
complete sequen 


1303243 1303198 65 110 
16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; 
1306335 1306290 65 110 
RNA, complete sequence 130 
ia; Rhizobiales; Xanthobacterac 
1309322 1309277 65 110 
train IFAM I-551 16S ribosomal 
erans Bacteria; Proteobacteria; 


88610 


Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 


1310795 1310750 65 110 


Clostridiales; 


Thermoanaer 


Myxococc 


6S ribosomal RNA, partial sequence 1219617 12211 


ammaproteobacteria; Pseudomonadales; P 


ammaproteobacteria; Pseudomonadales; P 


gi| 228718376 

1175949 11773 
Clostridiaceae; 

gi|228717037 
sequence 11834 
Ruminococc 
228715634 
11940 
erale 


gi 
equence 
obact 


gi| 228715350 
1209193 12106 
ales; Nann 
gi| 219878362 
Allofustis. 
gi| 219878281 
1227244 12287 
seudomonad 
gi| 219878280 
1228770 12302 
seudomonad 
219878271 
quence 
cteria; Rh 
219878251 
ence 12363 
spiraceae; 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 
a; Rhizobi 
219857537 
1 sequence 
Clostridiales; 
gi|219857484 
1245479 12468 
donocardin 
219857194 
sequence 
enibacillaceae; B 
gi| 219856813 
1257400 12588 
; Vibrionaceae; V 
gi| 219846127 
tial sequence 
obacteria; Altero 
gi| 228716433 
NA, partial seque 
Gammaproteobacter 


e 


e 


gi 
tial se 
roteoba 
gi 

al sequ 
Lachno 
gi 
artial 
eobacte 
gi 
rtial s 
obacter 
gi 
tial se 
bacteri 
gi 
partia 


, 


gi 
artial 


gi| 219846779 
1299363 13008 
ionibacter 

gi|219846514 
ence 1302478 13039 
Eubacteriaceae; 

gi|219846269 
5606 1307012 Stark 
eae; Starkeya. 

gi| 228721488 
RNA, partial sequ 
Alphaproteobacte 


ce 


ref|NR_027573.1| Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 

Clostridium. 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


Anaerotruncus 
truncus colihominis DSM 
ncus. 

Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


ref|NR_027522.1| Haliangium ochraceum 
99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_025501.1| Allofustis seminis 
16 Allofustis seminis Bacteria; 


ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 
ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 
ref|NR_025410.1] Bartonella 
1231844 1233289 Bartonella 
izobiales; Bartonellaceae; Bartonella. 
ref|NR_025390.1| Parasporobacterium 
92 1237878 Parasporobacterium paucivorans 
Parasporobacterium. 
ref |NR_025302.1| Aminobacter 

1237929 1239394 Aminobacter 
biales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025301.1| Aminobacter 

1239445 1240914 Aminobacter 
iales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025253.1| Mesorhizobium 
1242462 1243864 Mesorhizobium 
ales; Phyllobacteriaceae; Mesorhizobium. 
ref|NR_025125.1| Desulfitobacterium 
1243915 1245428 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref|NR_025072.1| Amycolatopsis rubida 
80 Amycolatopsis rubida Bacteria; 
eae; Pseudonocardiaceae; Amycolatopsis. 
ref|NR_024822.1| Brevibacillus 

1254345 1255845 Brevibacillus 
revibacillus. 
ref |NR_024632.1| Vibrio halioticoli 
27 Vibrio halioticoli Bacteria; 
ibrio. 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


ref|NR_026371.1| Kribbella koreensis 
72 Kribbella koreensis Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_025859.1 
eya novella Bact 


Starkeya novella DSM 
eria; Proteobacteria; 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


’ 


gi| 228721487 


ref|NR_027610.1| Hyphomicrobium facile 


1310069 1311491 Hyphomicrobium 


facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


88610 
brockii subsp. br 


Thermoanaerobacte 
88610 
dysgalactiae subs 


Streptococcaceae; 
88610 
15470 strain E7.2 
Bacteria; Firmicu 
88610 
gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 
88610 
hafniense strain 
DCB-2 Bacteria; 
88610 
DSM 9799 16S ribo 
Proteobacteria; G 
88610 
DSM 43247 16S rib 
Bacteria; Actinob 
88610 
cellulovorans str 
cellulovorans 743 
88610 
ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 
88610 
antarcticus strai 
Bacteria; Proteob 
88610 
strain ATCC 29176 
29176 Bacteria; F 
88610 
hamburgensis stra 
Bacteria; Proteob 
88610 
strain HTCC2516 1 
Bacteria; Proteob 
88610 
turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 
88610 
silvestris strain 
Bacteria; Proteob 
88610 
strain 08145 16S 
Proteobacteria; 
88610 
strain L1-82 16S 
Bacteria; Firmicu 
88610 
denitrificans str 
denitrificans OS2 
Shewanella. 

88610 
bermudensis HTCC2 
HTCC2503 Bacteria 
88610 
strain MP145 16S 
Tenericutes; Moll 
88610 
aurantiaca strain 
Bacteria; Gemmati 
88610 
RW1 16S ribosomal 
Proteobacteria; A 


1 


G 


Bacteria_16S 
Thermoanaerobacter brockii subsp. brock 
Bacteria_16S 
Streptococcus dysgalactiae subsp. dysga 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1313874 1313829 65 110 gi 
ockii strain HTD4 16S ribosomal RNA, 
rales; Thermoanaerobacteraceae; Thermo 
1323199 1323154 65 110 gi 


p- dysgalactiae strain ATCC 43078 16S 


Streptococcus. 
1329249 1329204 65 110 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1339912 1339867 65 110 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1341491 1341446 65 110 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1343072 1343027 65 110 gi 


ammaproteobacteria; Alteromonadales; F 
1350758 1350713 65 110 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1356758 1356713 65 110 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1361228 1361187 69 110 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
; Acidimicrobium. 
1362709 1362664 65 110 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1364180 1364135 65 110 gi 
16S ribosomal RNA, partial sequence 

irmicutes; Clostridia; Clostridiales; 

1365610 1365565 65 110 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1370315 1370270 65 110 gi 


acteria; Alphaproteobacteria; Rhodobac 
1377944 1377899 65 110 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1380846 1380801 65 110 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1382370 1382325 65 110 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1383894 1383849 65 110 gi 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
1385422 1385377 65 110 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1391289 1391244 65 110 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1392818 1392773 65 110 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

1398849 1398804 65 110 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 


, 


ii Bacteria; 


lactiae Bacteria; 


somal RNA, partial sequence 1342254 1343799 Ferri: 


1349993 13514 


6S ribosomal RNA, partial sequence 1369567 


1381574 


1383100 


1392046 


228718892 
partial se 


anaerobact 
228715345 
ribosomal 


219846090 
13284 
nellaceae; 
228721340 
sequence 
oteobacter 


228721140 
nce 13406 
Peptococca 
228721107 


errimonada 
228720546 


ales; Cory 
228720131 
quence 

ostridiale 
228719712 
ence 13604 
idimicrobi 


228719132 
nce 13619 
terales; R 
228719063 
13634 
Ruminococc 
228719040 
ence 13648 
les; Brady 
228718299 
13709 
terales; R 
228717562 
ce 13771 
nadales; A 


228717274 
ce 13801 
les; Beije 
228717104 
13830 
diomarinac 
228716944 
13845 
spiraceae; 
228716834 
equence 

eobacteria 


228716336 
e 13905 
Parvularc 
228716184 
13934 


228715357 
nce 13980 
nadaceae; 


1400332 1400287 65 110 gi 
RNA, partial sequence 


lphaproteobacteria; Sphingomonadales; 


Firmicutes; 


Firmicutes; 


ref 
quen 


NR_027577.1| Thermoanaerobacter 
ce 1313094 1314606 
Clostridia; 


er. 
ref|NR_027517.1] Streptococcus 
RNA, partial sequence 1322385 1323890 


Lactobacillales; 


Dialister invisus DSM 
ter invisus DSM 15470 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027605.1 
1339181 134062 
Rhodospirill 


Magnetospirillum 
3 Magnetospirillum 
ia; ales; Rhodospirillaceae; 

Desulfitobacterium 
itobacterium hafniense 
acterium. 

Ferrimonas balearica 
monas balearica DSM 9799 Bacteria; 
ceae; Ferrimonas. 
ref|NR_027594.1| Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_027589.1| Clostridium 

1356004 1357489 Clostridium 
s; Clostridiaceae; Clostridium. 
ref|NR_027584.1| Acidimicrobium 
61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 


ref|NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027602.1 


, 


ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Nitrobacter. 
ref|NR_027572.1| Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
hodobacteraceae; Oceanicola. 
ref|NR_027564.1| Teredinibacter 

67 1378635 Teredinibacter turnerae T7901 
lteromonadales genera incertae sedis; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Nitrobacter 
acter hamburgensis X14 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Methylocella. 
ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 08145 Bacteria; 
eae; Idiomarina. 
ref|NR_027557.1| Roseburia intestinalis 
81 Roseburia intestinalis L1-82 
Roseburia. 
NR_027556.1 
3 
e 


Methylocella 
ocella silvestris BL2 


Shewanella 
1 Shewanella 
teromonadales; Shewanellaceae; 

Parvularcula 
arcula bermudensis 
ulales; Parvularculaceae; Parvularcula. 
ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_027550.1 
41 1391995 Parvul 


Gemmatimonas 
imonas aurantiaca T-27 


ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 


228715353 


Sphingomon 


ref|NR_027525.1| Sphingomonas wittichii 


1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 


adaceae; Sphingomonas. 


88610 Bacteria_16S 
ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 
88610 Bacteria_16S 
strain SMP-10 16S 


1403329 1403284 65 110 
acteria; Gammaproteobacteria; 
1404824 1404779 65 110 
ribosomal RNA, partial sequenc 
Proteobacteria; Deltaproteobacteria; Myxococcale 
88610 Bacteria_16S 1407763 1407718 65 110 
chlorophenolicum strain ATCC 33790 16S ribosomal 
chlorophenolicum Bacteria; Proteobacteria; Alpha 
Sphingobium. 
88610 Bacteria_16S 1409313 1409268 65 110 
strain TN-272 16S ribosomal RNA, partial sequenc 
Firmicutes; Clostridia; Clostridiales; Clostridi 
88610 Bacteria_16S 1410811 1410766 65 110 
pseudopneumoniae strain 108 16S ribosomal RNA, 
pseudopneumoniae Bacteria; Firmicutes; Lactobaci 
88610 Bacteria_16S 1412325 1412280 65 110 
strain B-10-31 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaprot 
88610 Bacteria_16S 1413824 1413779 65 110 
strain S-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomona 
88610 Bacteria_16S 1415334 1415289 65 110 
strain LMG 2210 16S ribosomal RNA, partial seque 
Proteobacteria; Gammaproteobacteria; Pseudomonad 
88610 Bacteria_16S 1419913 1419868 65 110 
strain TH-23 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
88610 Bacteria_16S 1435375 1435330 65 110 
antarcticus strain 20CM 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Paenibacillace 
88610 Bacteria_16S 1452136 1452091 65 110 
endolithica strain AA459 16S ribosomal RNA, part 
endolithica Bacteria; Actinobacteria; Actinobact 
Micromonosporaceae; Micromonospora. 
88610 Bacteria_16S 1455221 1455176 65 110 
doudoroffii strain MBIC1298 16S ribosomal RNA, p 
doudoroffii Bacteria; Proteobacteria; Gammaprote 
88610 Bacteria_16S 1458093 1458048 65 110 
bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 

88610 Bacteria_16S 1462658 1462613 65 110 
bryozoorum strain 50-11 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteobacteria; 
88610 Bacteria_16S 1485452 1485407 65 110 
tianshanense strain A-1BS 16S ribosomal RNA, par 
tianshanense Bacteria; Proteobacteria; Alphaprot 
Mesorhizobium. 
88610 Bacteria_16S 1486969 1486924 65 110 
strain SO2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales 
88610 Bacteria_16S 1491534 1491489 65 110 
saccharolyticum WM1 16S ribosomal RNA, partial s 
WM1 Bacteria; Firmicutes; Clostridia; Clostridia 
88610 Bacteria_16S 1493020 1492975 65 110 
strain SA35 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales 
88610 Bacteria_16S 1494518 1494473 65 110 
caeruleus subsp. caeruleus strain DSM 44103 16S 
Couchioplanes caeruleus subsp. caeruleu 
Actinomycetales; 


ia; Actinobacteria; Actinobacte 


Micromonosporineae; Micromonosp 
88610 Bacteria_16S 1503434 1503389 65 110 
strain USDA 9030 16S ribosomal RNA, partial sequ 
Proteobacteria; Alphaproteobacteria; Rhizobiales 
88610 Bacteria_16S 1506371 1506326 65 110 
brockii subsp. lactiethylicus strain SEBR 5268 1 
Thermoanerobacter brockii subsp. lactie 
Thermoanaerobacterales; Thermoanaerobacteraceae; 
88610 Bacteria_16S 1511076 1511031 65 110 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, 


16S ribosomal RNA, partial sequence 
Alteromo 


partial 


eobacteria; Alteromonadales; 


LCDC 89/0504 16S ribosomal RNA, parti 


Alteromo 


thylicus 


219857444 
14026 
nadales; P 


gi 


gi| 219857153 
e 1404010 14055 
s; Nannocystineae 
gi| 219846657 
RNA, partial seq 
proteobacteria; S 


224581401 
e 1408524 14099 
aceae; Clostridiu 
gi| 224581432 
sequence 
Streptoco 
224581450 
1411537 14130 
Pseudoalter 
gi|224581449 
1413085 14145 
dales; Sphingomon 
gi| 224581448 
nce 1414552 14160 
ales; Pseudomonad 
gi|224581445 
1419106 14206 


gi 


llales; 
gi 
ce 


224581431 
ence 14345 
nibacillus 
224581419 
uence 
Actin 


gi 
al sequ 
ae; Pae 

gi 
ial seq 
eridae; omyc 
224581417 
sequence 
ia; Aeromo 
224581414 
al sequenc 
Actinomyce 


gi 
artial 
obacter 


gi 


ridae; 


224581411 
ence 14618 
nadales; A 
219857250 
quence 

ria; Rhizo 


gi 
al sequ 


gi 
tial se 
eobacte 


gi| 219857235 
1486230 14876 
; Rhizobiaceae; R 
gi| 219846902 
equence 14907 
les; Clostridiace 
gi| 219846714 
1492298 14937 
; Xanthobacterace 
gi| 219846703 
ribosomal RNA, pa 
oraceae; Couchiop 
gi| 219846475 
ence 1502684 15041 
; Rhizobiaceae; R 
gi| 219846365 
6S ribosomal RNA, 
Bacteria; 
Thermoanaerobact 


er. 


ref|NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


ref|NR_024781.1 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


, Ha 
ref 
uenc 
phin 


liangiaceae; 
NR_026249.1 
e 140703 
gomonadales; 


ref|NR_024719.1 


Haliangium. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


m. 
ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_027234.1 


Streptococcus 
6 Streptococcus 
coccus. 

Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


omon 
ref 


adaceae; Alg 
NR_027233.1 


icola. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


adac 
ref 


eae; Sphingo 
NR_027230.1 


bium. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


acea 
ref 


e; Pseudomon 
NR_027227.1 


as. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


ref|NR_027213.1 
76 1436085 Paenib 
ref |NR_027200.1 

1451367 145284 
etales; Micromon 


ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref|NR_027192.1 
62 1463368 Marino 
1lteromonadaceae; 
ref|NR_024880.1 

1484704 148617 
biales; Phylloba 


ref|NR_024863.1 


Paenibacillus 
acillus antarcticus 


Micromonospora 
3 Micromonospora 
osporineae; 


Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 
Arcanobacterium 

5 Arcanobacterium 

ineae; Actinomycetaceae; 


Marinobacter 

bacter bryozoorum 
Marinobacter. 
Mesorhizobium 

9 Mesorhizobium 

cteriaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


hizobium/Agrobac 
ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref|NR_026295.1 
rtial sequence 


lane 
ref 


S. 
NR_026067.1 


terium group; Rhizobium. 
Clostridium 
idium saccharolyticum 


Xanthobacter agilis 


agilis Bacteria; 


Couchioplanes 
1493762 1495216 


s Bacteria; Actinobacteria; Actinobacteridae; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


hizobium/Agrobac 
ref|NR_025956.1 
partial sequenc 


Firmicutes; 


gi| 219846273 
complete sequence 


terium group; Rhizobium. 
Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


ref|NR_025863.1 
1510256 151166 


ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


88610 Bacteria_16S 1513945 1513900 65 110 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

88610 Bacteria_16S 1515409 1515364 65 110 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

88610 Bacteria_16S 1518417 1518372 65 110 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

88610 Bacteria_16S 1519929 1519884 65 110 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

88610 Bacteria_16S 1521425 1521380 65 110 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

88610 Bacteria_16S 1532138 1532093 65 110 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

88610 Bacteria_16S 1545939 1545894 65 110 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

88610 Bacteria_16S 1547453 1547408 65 110 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

88610 Bacteria_16S 1554916 1554871 65 110 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

88610 Bacteria_16S 1563728 1563683 65 110 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

88610 Bacteria_16S 1569747 1569702 65 110 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

88610 Bacteria_16S 1571286 1571241 65 110 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
88610 Bacteria_16S 1572765 1572720 65 110 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

88610 Bacteria_16S 1578897 1578852 65 110 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

88610 Bacteria_16S 1580353 1580308 65 110 gi| 219878491 |ref|NR_025251.1| Sinorhizobium 
americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 1581060 Sinorhizobium 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Sinorhizobium/Ensifer group; Sinorhizobium. 

88610 Bacteria_16S 1581863 1581818 65 110 gi|219878490|ref|NR_025629.1| Rhodovarius 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

88610 Bacteria_16S 1583416 1583371 65 110 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 15841 


Firmicutes; Bacil 


88610 


Bacteria_16S 


Viridibacillus. 
110 gi 


lales; Planococcaceae; 


1584971 1584926 65 


219878488 


strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 15856 


Firmicutes; Bacil 
88610 
strain LMG 21727 
Firmicutes; Lacto 
88610 
decolorationis st 
decolorationis Ba 
Shewanella. 

88610 
subsp. ruminatoru 
equi subsp. rumin 
88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Viridibacillus. 
110 gi 


lales; Planococcaceae; 


1588087 1588042 65 


bacillales; Enterococcaceae; Enterococ 
1608139 1608094 65 110 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1609606 1609561 65 110 gi 
m strain CECT 5772 16S ribosomal RNA, 

atorum Bacteria; Firmicutes; Lactobaci 
1611045 1611000 65 110 gi 


219878486 


16S ribosomal RNA, partial sequence 1587284 15887 


cus. 
219878471 
quence 

teria; Alt 


219878470 
partial se 
llales; St 
219878469 


antarcticus strain EL-88 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Roseisalinus. 


24 Viridibacillus arenosi Bacteria; 


ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025610.1 
1607365 160881 
eromonadales; Sh 


Shewanella 
2 Shewanella 
ewanellaceae; 


ref 
quen 


NR_025609.1 
ce 160886 


Streptococcus equi 
3 1610272 Streptococcus 
reptococcaceae; Streptococcus. 
ref|NR_025608.1| Roseisalinus 

1610323 1611743 Roseisalinus 


88610 
fryxellensis stra 
fryxellensis Bact 
Loktanella. 

88610 
strain CM243 16S 
Proteobacteria; A 
88610 
strain BA134 16S 
Bacteroidetes; Sp 
88610 
frigoris strain R 
Bacteria; Bactero 
88610 
strain T4 16S rib 
Proteobacteria; A 
88610 
strain LMG 21880 
Firmicutes; Bacil 
88610 
maitriensis strai 
Bacteria; Firmicu 
88610 
R-16300 16S ribos 
Bacillales; Bacil 
88610 
R-15447 16S ribos 
Bacillales; Bacil 
88610 
proteolytica stra 
proteolytica Bact 
Pseudomonas. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1612525 1612480 65 110 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1615550 1615505 65 110 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1624669 1624624 65 110 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1627679 1627634 65 110 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1629160 1629115 65 110 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Beije 
1630682 1630637 65 110 gi 


gi 


lales; Bacillaceae; Bacillus. 
1635344 1635299 65 110 gi 
n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1636806 1636761 65 110 gi 
omal RNA, partial sequence 
laceae; Bacillus. 

1638297 1638252 65 
omal RNA, partial sequence 


110 gi 


1614821 16162 


1623889 16253 


1628419 16298 


16S ribosomal RNA, partial sequence 1629885 16313 


1636012 1637452 Bacil 


1637503 1638932 Bacil 


219878468 
1 sequence 
ria; Rhodo 


219878466 


aulobacter 
219878460 


lobacteria 
219878458 
nce 16269 
s; Flavoba 
219878457 


rinckiacea 
219878456 


219878453 
ce 16345 
coccus. 

219878452 


219878451 


e; 


ref 


bact 


ref 


ref 


ref 


ref 


lus 


ref 
lus 


ref 


omon 


ref 


1611794 16132 
erales; Rho 


e; Woodshol 


, 


Belliella 
Fla 


iaceae; 


Methylocella 


soli Bacter 


vireti Bact 


1640520 16420 
adales; Pse 


NR_025607.1 


NR_025605.1 
41 Woodsholea maritima Bacteria; 
acea 
ref|NR_025599.1 
33 Belliella baltica Bacteria; 
ceae 
ref|NR_025597.1 
01 1628368 Flavo 
cter 
ref|NR_025596.1 


34 Methylocella 


NR_025595.1 
69 Bacillus gelatini Bacteria; 


NR_025592.1 
30 1635961 Plano 
NR_025591.1 


NR_025590.1 


NR_025588.1 


0 
d 


e 


b 


Vi 


Cc 


i 


e 


3 
u 


Loktanella 
8 Loktanella 
obacteraceae; 


Woodsholea maritima 


a. 
Belliella baltica 


Flavobacterium 
acterium frigoris 
obacterium. 
Methylocella tundrae 


tundrae Bacteria; 


Bacillus gelatini 
Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Pseudomonas 
1 Pseudomonas 


domonadaceae; 


Pseudomonas meridiana 


88610 Bacteria_16S 
strain CMS 38 16S 
Proteobacteria; G 
88610 Bacteria_16S 
strain CMS 35 16S 


NR_025587.1 


aceae; Pseudomo 
ref|NR_025586.1 
53 Pseudomonas a 


Proteobacteria; G 
88610 
strain IBS S6874 
Proteobacteria; 

88610 
strain DSM 5901 1 
Proteobacteria; A 
88610 
DSM 5900 16S ribo 
Alphaproteobacter 
88610 
VKM B1479 16S rib 
Proteobacteria; A 
88610 
gallinifaecis str 
gallinifaecis Bac 
88610 
CAIM 629 16S ribo 
Gammaproteobacter 
88610 
macmurdoensis str 
macmurdoensis Bac 
88610 
strain Albert 199 
Proteobacteria; G 
88610 
strain 16351 16S 

Firmicutes; Clost 
88610 
strain 888-76 16S 
Proteobacteria; G 


G 


Bacteria_16S 


16S ribosomal RNA, partial sequence 1645204 16466 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ammaproteobacteria; Aeromonadales; Aer 
1647439 1647394 65 110 gi 


lphaproteobacteria; Rhodospirillales; 
1648936 1648891 65 110 gi 


ia; Rhodospirillales; Acetobacteraceae 
1650429 1650384 65 110 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1656574 1656529 65 110 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1658123 1658078 65 110 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1661223 1661178 65 110 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1667358 1667313 65 110 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1670436 1670391 65 110 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1671963 1671918 65 110 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


88610 


Bacteria_16S 


1673371 1673326 65 110 gi 


laceae; Bacillus. 

1641310 1641265 65 110 gi|219878449 
in CMS 64 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Gammaproteobacteria; Pseud 

1642872 1642827 65 110 gi|219878448 

ribosomal RNA, partial sequence 1642082 16435 
ammaproteobacteria; Pseudomonadales; Pseudomonad 

1644433 1644388 65 110 gi| 219878447 

ribosomal RNA, partial sequence 1643643 16451 
ammaproteobacteria; Pseudomonadales; Pseudomonad 

1645979 1645934 65 110 gi| 219878446 


6S ribosomal RNA, partial sequence 1646706 16481 


somal RNA, partial sequence 1648203 1649649 Stell 


1649700 16511 


somal RNA, partial sequence 1657325 1658829 Vibri 


1669639 16711 


1671187 16725 


omonadacea 
219878444 


Acetobacte 
219878443 
; Stella. 
219878442 


obacterace 
219878437 
sequence 
eria; Rhiz 
219878436 


219878434 
sequence 
ccaceae; P 
219878430 
16665 
Enterobac 
219878428 


Clostridiu 
219878427 


Enterobac 
219878426 


e; 


mM. 


acea 
ref 


ref 


ref 


obia 
ref 
°o fo 


ref 


aeni 
ref 


ref 


e; Pseudomo 


Aeromonas. 


ae; Stella. 


mosa Bacter 


Labrys. 


1655822 16572 
les; Brucel 


rtis Bacter 


1660434 16619 
sporosarcin 


Esch 


aceae; 


aceae; Ente 


NR_025585.1 
55 Aeromonas simiae Bacteria; 


NR_025583.1 
52 Stella vacuolata Bacteria; 
race 
ref 
a hu 


NR_025582.1 


NR_025581.1 
41 Labrys monachus Bacteria; 
ae; 


ref|NR_025576.1 


NR_025575.1 


NR_025573.1 


NR_025569.1 
70 1668063 Esche 
teri 
ref |NR_025567.1 


36 Clostridium bolteae Bacteria; 


NR_025566.1 
48 Enterobacter 
teri 


ref|NR_025565.1 


n 


i 


7 
I 


i 


a 


a 


r 
e 


r 


92 Pseudomonas meridiana Bacteria; 
n 


as. 
Pseudomonas antarctica 
ntarctica Bacteria; 
as. 
Aeromonas simiae 


Stella vacuolata 


Stella humosa strain 
a; Proteobacteria; 


Labrys monachus strain 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Vibrio fortis strain 
a; Proteobacteria; 


Sporosarcina 
6 Paenisporosarcina 

Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Clostridium bolteae 


Enterobacter cowanii 


cowanii Bacteria; 


obacter. 


Amycolatopsis 


vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


88610 
balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


Bacteria_16S 


1674894 1674849 65 110 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


219878425 


s 


Actinomyc 


88610 


keratiniphila sub 


Bacteria_16S 


1676393 1676348 65 


110 


sp. nogabecina strain DSM 44586 16S ri 
Amycolatopsis keratiniphila subsp. noga 


gi 


219878424 
bo 
becina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
88610 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
88610 
strain MG 417-CF 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Amycolatopsis. 

88610 Bacteria_16S 1684061 1684016 65 110 gi| 219878419 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequ 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; 
88610 Bacteria_16S 1688517 1688472 65 110 gi| 219878415 


strain 6AG 16S ri 
Firmicutes; Bacil 
88610 
rifietoensis stra 
Bacteria; Firmicu 
88610 
ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 
88610 
auripigmenti stra 
auripigmenti Bact 
88610 
strain CFBP 2341 


Pseudonocardineae; 


Pseudonocardiaceae; 


Amycolato 


equence 


somal RN. 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


ref 
A, Pp 


NR_025563.1 
artial seque 


psis. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


219878423 
sequence 
Actinomyc 


1677910 1677865 65 110 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
1679431 1679386 65 110 
17 16S ribosomal RNA, partial 


219878422 
16786 


gi 
sequence 


bosomal RNA, partial sequence 1687712 16892 
lales; Bacillaceae; Bacillus. 
1690089 1690044 65 110 

in M8 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; Plano 
1691629 1691584 65 110 gi 
in LMG 19434 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


219878414 
nce 16892 
coccus. 
219878413 
1 sequence 
ria; Pseud 


gi 
seque 


219878412 
equence 
iales; Pep 
219878411 
54 


1693200 1693155 65 110 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1694752 1694707 65 110 gi 
16S ribosomal RNA, partial sequence 1693968 169 


ref|NR_025562.1 
1677147 167861 
etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref 
ence 
Clo 
ref 


NR_025558.1 
168328 
stridiaceae; 


NR_025554.1 


ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_025550.1 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Planococcus 
occus rifietoensis 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

88610 Bacteria_16S 1696296 1696251 65 110 gi|219878410|ref|NR_025549.1| Pseudomonas tremae 
strain TOl 16S ribosomal RNA, partial sequence 1695512 1697005 Pseudomonas tremae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

88610 Bacteria_16S 1699394 1699349 65 110 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

88610 Bacteria_16S 1704011 1703966 65 110 gi| 219878405 |ref|NR_025544.1| Methylocystis 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
88610 Bacteria_16S 1707018 1706973 65 110 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

88610 Bacteria_16S 1708574 1708529 65 110 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

88610 Bacteria_16S 1711575 1711530 65 110 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 

88610 Bacteria_16S 1713087 1713042 65 110 gi|219878399|ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
88610 Bacteria_16S 1720769 1720724 65 110 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 


strain WAL 14325 

Fusobacteria; Fus 
88610 
xylanivorans stra 
xylanivorans Bact 
88610 
vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 
88610 
cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 
88610 
thomasii strain D 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, partial sequence 1719990 17214 
obacteriales; Fusobacteriaceae; Cetobacterium. 
1734391 1734346 65 110 gi| 219878385 
in Mz 5 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Lac 
1735910 1735865 65 110 gi| 219878384 
ain R10176 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinom 
Actinomyces. 

1738955 1738910 65 110 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 


219878382 
al sequenc 


; Actinomy 


59 Cetobacterium 


ref|NR_025524.1 
1733638 173507 
hnospiraceae; Ps 
ref|NR_025523.1 
1735130 173662 
ycetales; Actino 


ref|NR_025521.1 
e 1738160 173968 
cetales; Actinom 


1742058 1742013 65 110 gi| 219878379 
SM 11806 16S ribosomal RNA, partial sequence 


somerae Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 
ycineae; 


ref|NR_025518.1 
1741287 174278 


Anaerobiospirillum 
0 Anaerobiospirillum 


thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Anaerobiospirillum. 
88610 
strain ATCC 19645 
Firmicutes; 
88610 
entericus strain 
entericus Bacteria; 
88610 
strain LMG 20362 


88610 
88610 
88610 
88610 
LMG 
88610 
88610 


strain LMG 20546 


88610 
strain LMG 20536 


88610 
stellifer strain 


Bacteria; 
88610 


88610 


88610 


Sporocytophaga. 
88610 
alexandrii strain 
88610 


Firmicutes; 
88610 


Firmicutes; 
88610 


88610 


Shewanella. 
88610 
strain SE3104 16S 


88610 


88610 


Firmicutes; 
88610 


Bacteria_16S 


Lactobacillales; 
Bacteria_16S 
CECT 5353 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 

antarcticus strain CMS 26o0r 16S ribosomal RNA, 
antarcticus Bacteria; 
Bacteria_16S 

strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Bacteria_16S 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial 
myxococcoides Bacteria; 


Bacteria_16S 


Lactobacillales; 
Bacteria_16S 
strain VC 5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
Bacteria_16S 
livingstonensis strain NF22 16S ribosomal RNA, 
livingstonensis Bacteria; 


Bacteria_16S 


Lactobacillales; 
Bacteria_16S 


1745173 1745128 65 


1764886 1764841 65 


1776828 1776783 65 


1778352 1778307 65 


Firmicutes; 
1779901 1779856 65 


Firmicutes; 
1791936 1791891 65 


1793410 1793365 65 


1794965 1794920 65 


1796450 1796405 65 


1798004 1797959 65 


1801017 1800972 65 


Bacillales; 
1808777 1808732 65 


Firmicutes; 
1810276 1810231 65 


1817972 1817927 65 
Bacteroidetes; 


1828570 1828525 65 


1842425 1842380 65 


Bacillaceae; 
1843990 1843945 65 


1845477 1845432 65 


1847006 1846961 65 
Proteobacteria; 
1851574 1851529 65 
1854511 1854466 65 
Firmicutes; 


1857463 1857418 65 


1862069 1862024 65 


Bacillales; 


Bacillales; 


Bacillales; 


Bacillus. 


110 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


110 


110 


16S ribosomal RNA, partial sequence 1776030 17774 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial 
agaridevorans Bacteria; 
Bacteria_16S 
agarexedens strain DSM 1327 16S ribosomal RNA, 
agarexedens Bacteria; 
Bacteria_16S 
R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 
19999 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 


110 gi| 219878351 
sequence 
Paenibacillaceae; 
110 gi| 219878350 
partial sequence 
Paenibacillaceae; P 
110 gi| 219878341 


1791138 1792572 Vibri 


110 


110 


1794167 1795601 Vibri 


110 


16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 


110 


16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
Bacteria_16S 
IS1 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


110 gi| 219878335 
18002 

Paenibacillus 

110 gi| 219878330 

partial sequence 

Planococcaceae; Pla 
110 gi| 219878329 
1809512 18109 

110 gi| 219878324 


Sphingobacteria; Sphingoba 


110 


C116-18 16S ribosomal RNA, partial sequence 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
strain DSM 497 16S ribosomal RNA, partial sequence 
Bacillales; 
Bacteria_16S 

strain M577-94 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


110 


110 


110 


110 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Bacteria_16S 
sulfidifaciens strain CCUG 44365 16S ribosomal 
sulfidifaciens Bacteria; 
Bacteria_16S 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 18581 
Carnobacteriaceae; 


110 


110 


110 


strain ME102 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 


Streptococcus. 


Streptococcaceae 


Isobaculum. 


partial 
Gammaproteobacteria; Al 


RNA, partial seque 
Lactobacillales; Aerococcace 


Trichococcus. 


219878377 
17443 


gi 


gi|219878361 


gi|219878352 


gi|219878340 
1792623 17941 


gi| 219878339 


gi| 219878338 


gi|219878337 


sequenc 
gi| 219878317 


Rhodoba 
gi|219878307 
1841624 18431 


gi| 219878306 
1843183 18446 


gi|219878305 
1844748 18461 


219878304 
sequence 


gi 


gi| 219878301 
1850849 18521 
Rhodospiri 


gi|219878298 


gi|219878296 


ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025500.1 

1764167 176550 
; Streptococcus. 
ref|NR_025491.1 


ref |NR_025490.1 

1777548 177905 
Paenibacillus. 
ref |NR_025489.1 

1779107 178061 
aenibacillus. 
ref |NR_025480.1 
o chagasii Bacte 


ref|NR_025479.1 


ref|NR_025478.1 
o xuii Bacteria; 


ref |NR_025477.1 


ref|NR_025476.1 
ibrio. 
ref|NR_025474.1 
19 1801737 Paenib 
ref |NR_025469.1 

1807983 180946 
nococcus. 
ref|NR_025468.1 


eae; Gordoniacea 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref|NR_025456.1 
1827843 182926 
cterales; 
ref|NR_025446.1 


ref|NR_025445.1 


ref|NR_025444.1 
ceae; Maricaulis 
ref |NR_025443.1 

1846218 184771 
teromonadales; S 
ref|NR_025440.1 
llaceae; Roseosp 
ref |NR_025437.1 
nce 185372 
ae; Globicatella 
ref|NR_025435.1 
69 Trichococcus 


gi|219878293 


ref |NR_025432.1 


ria; 


Succinivibrionaceae; 


Streptococcus ratti 


ococcus ratti Bacteria; 


Streptococcus 


1 Streptococcus 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Paenibacillus 


6 Paenibacillus 


Paenibacillus 


9 Paenibacillus 


Vibrio chagasii strain 
Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Paenibacillus 


acillus stellifer 


Planococcus 


1 Planococcus 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
e; 


Gordonia. 
Sporocytophaga 


7 Sporocytophaga 
bacteraceae; 


Oceanicaulis 


6 Oceanicaulis 
Hyphomonadaceae; 


Oceanicaulis. 
Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Shewanella 


2 Shewanella 
hewanellaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
ira. 


Globicatella 


6 1855215 Globicatella 


Trichococcus palustris 


palustris Bacteria; 


Oleiphilus messinensis 


1861284 1862720 Oleiphilus messinensis Bacteria; 


88610 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


88610 


Bacteria_16S 


Bacteria_16S 


1866715 1866670 65 


1868224 1868179 65 


110 


110 


asaccharovorans s 


asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
Chelatococcus. 

88610 Bacteria_16S 1871250 1871205 65 110 gi| 219878287 |ref|NR_025426.1 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 18719 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

88610 Bacteria_16S 1903426 1903381 65 110 gi|219878261|ref|NR_025400.1 
CIP 106764 16S ribosomal RNA, partial sequence 1902626 19040 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

88610 Bacteria_16S 1910645 1910600 65 110 gi| 219878256 |ref|NR_025395.1 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 191128 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

88610 Bacteria_16S 1915165 1915120 65 110 gi|219878252|ref|NR_025391.1 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

88610 Bacteria_16S 1925955 1925910 65 110 gi| 219878244 |ref|NR_025383.1 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 
88610 
fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 
88610 
strain LMG 18419 

Firmicutes; Bacil 
88610 
strain LMG 17489 

Firmicutes; Bacil 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


e; Amycolatopsis. 


1939555 1939510 65 110 


1942639 1942594 65 110 


lales; Paenibacillaceae; 
1945804 1945759 65 110 


lales; Bacillaceae; Bacillus. 


train TE2 16S ribosomal RNA, partial sequence 


in IMSNU 22139 16S ribosomal RNA, partial sequen 
eria; Actinobacteria; Actinobacteridae; 


in DSM 5686 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillus. 


16S ribosomal RNA, partial sequence 1945009 19464 


88610 


strain CCUG 41706 


88610 


Bacteria_16S 


Bacteria_16S 


1951952 1951907 65 


1956304 1956259 65 


110 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


110 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


88610 
strain m2661/98/1 
Firmicutes; Lacto 
88610 
strain ET-5b 16S 
Firmicutes; Bacil 
88610 
doebereinerae str 
doebereinerae Bac 
Azospirillum. 

88610 
strain CK58 16S r 
Firmicutes; Clost 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 


1960970 1960925 65 110 
bacillales; Enterococcaceae; 
1968557 1968512 65 110 
ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 


1969945 1969900 65 110 


1972871 1972826 65 110 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 


Sphingomonadales; 
16S ribosomal RNA, partial sequence 
Vagococcus. 
Incertae Sedis; 


ain GSF71 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


Clostridiaceae; 


88610 


strain 581 


Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

88610 Bacteria_16S 1979143 1979098 65 110 gi| 219878209 |ref|NR_025348.1 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
88610 Bacteria_16S 1983832 1983787 65 110 gi|219878206|ref|NR_025345.1 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 198455 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangii 
Chondromyces. 

88610 Bacteria_16S 1985416 1985371 65 110 gi| 219878205 |ref|NR_025344.1 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 198614 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiin 
Chondromyces. 

88610 Bacteria_16S 1988538 1988493 65 110 gi| 219878203 |ref|NR_025342.1 
strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatum 
88610 Bacteria_16S 2005491 2005446 65 110 gi| 219878192 |ref|NR_025331.1 


Bacteria_16S 


1974446 1974401 65 


16S ribosomal RNA, partial sequence 


110 


219878290 
18659 


gi 


gi|219878289 


Actinomy 
gi| 219878235 


Rhizo 


gi|219878233 


gi|219878231 


219878227 
19511 


gi 


gi| 219878224 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref |NR_025428.1 

1867493 186885 


ce 1925173 192664 
cetales; Pseudon 


ref|NR_025374.1 
1938810 194024 
biales; Methylob 


ref|NR_025372.1 
47 Paenibacillus 


ref|NR_025370.1 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref |NR_025363.1 


Asanoa ishikariensis 

ishikariensis Bacteria; 
poraceae; Asanoa. 

Chelatococcus 


8 Chelatococcus 
rinckiaceae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Paenibacillus 
acillus azoreducens 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Methylobacterium 


9 Methylobacterium 
acteriaceae; 


cookii Bacteria; 


Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 


Facklamia miroungae 
30 Facklamia miroungae Bacteria; 


Paenibacillus cookii 


Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Sphingomonas pituitosa 


1955571 1957016 Sphingomonas pituitosa Bacteria; 


Sphingomon 
219878221 
19601 


gi 


gi|219878216 
1967755 19691 
Ther 
gi|219878215 
Rhod 


gi|219878213 
1972100 19735 
Clostridiu 
gi|219878212 
1973642 19751 


adaceae; Sphingo: 
ref|NR_025360.1 
67 1961603 Vagoco 
ref|NR_025355.1 
micanus. 
ref |NR_025354.1 
1969231 197053 
ospirillales; Rh 
ref|NR_025352.1 


mM. 


ref|NR_025351.1 


monas. 
Vagococcus fessus 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


ccus fessus Bacteria; 


Thermicanus aegyptius 
80 Thermicanus aegyptius Bacteria; 


Clostridium akagii 
91 Clostridium akagii Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


eae; Polyangiaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 


Buttiauxella izardii 


strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 


88610 


strain S1/1-984 1 


Bacteria_16S 


2007037 2006992 65 110 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


88610 


ferragutiae strai 


Bacteria_16S 


ferragutiae Bacteria; 


Buttiauxella. 


88610 


strain $1/6-571 1 
Proteobacteria; Gammaproteobacteria; 


88610 


strain ATCC 15260 
Proteobacteria; Alphaproteobacteria; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


n DSM 9390 16S ribosomal RNA, 
Gammaproteobacteria; 


6S ribos 


16S rib 


2008581 2008536 65 110 
Proteobacteria; 


2010140 2010095 65 110 


2016106 2016061 65 110 


2017596 2017551 65 110 


strain MCS 25 16S 


ribosomal RNA, 


partial sequence 


gi 


partial 


gi 


gi 


osomal RNA, partial sequence 
Sphingomonadales; 


gi 


219878191 


6S ribosomal RNA, partial sequence 2006247 20077 
Enterobac 


219878190 
sequence 


219878189 


omal RNA, partial sequence 2009346 20108 
Enterobacteriales; 


219878185 
20153 


219878184 


2016867 20182 


Entero 


Enterobac 


ref 


ref 


ref 


ref 


ref 


2007792 200929 
bact 


75 2016816 Caulob 
Sphingomonadac 


NR_025330.1 


aceae; Butti 
NR_025329.1 


eriales; Ent 


NR_025328.1 


aceae; Butti 
NR_025324.1 


eae. 
NR_025323.1 


Buttiauxella gaviniae 


41 Buttiauxella gaviniae Bacteria; 
teri 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


50 Buttiauxella brennerae Bacteria; 
teri 


auxella. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Proteobacteria; Alphaproteobacteria; 


88610 


Bacteria_16S 


2019068 2019023 65 110 


strain MCS 18 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae 


88610 


Bacteria_16S 


2020540 2020495 65 110 


gi 


Rhodobacterales; Hyphomonadaceae; 


219878183 


2018337 20197 


gi 


219878182 


washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 


washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Maricaulis. 


88610 


strain LMG 317541 


88610 


hesperidum strain 
Bacteria; 


88610 


strain LMG 12370 
Firmicutes; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2026569 2026524 65 110 


2032454 2032409 65 110 


2038602 2038557 65 110 


paucivorans strai 
paucivorans Bacte 
88610 
strain KK19 16S r 
Bacil 


Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


gi 


gi 


FR-11 16S ribosomal RNA, partial sequence 20316 
Firmicutes; Bacillales; Alicyclobacillaceae; 


16S ribosomal RNA, partial sequence 2037802 20393 
Bacillales; Bacillaceae; Virgibacillus. 


Maricaulis. 


ref 


ref 


2019809 202123 


07 Virgibacillus 


NR_025322.1 


NR_025321.1 


Firmicutes; 


88610 


strain ATCC 35585 
Firmicutes; 


88610 


strain NNO15860 1 
Bacteroidetes; 


88610 


strain NNO15840 1 
Bacteroidetes; 


88610 


xylanilyticus str 
xylanilyticus Bac 


88610 


strain IBS 506 16 


88610 


strain IBS 382 16 


88610 


strain T9 16S rib 


88610 


strain 63 16S rib 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


ain XE 16S ribosomal RNA, 
teria; 


osomal RNA, partial sequence 


osomal RNA, partial sequence 


Flavobacteriales; 
2064766 2064721 65 110 


Flavobacteriales; 
2070955 2070910 65 110 


Firmicutes; Bacillales; 
2075494 2075449 65 110 


S ribosomal RNA, partial sequence 


2084747 2084702 65 110 


S ribosomal RNA, partial sequence 


2086297 2086252 65 110 


2092296 2092251 65 110 


gi 


gi 


complete sequence 
Paenibacillaceae; 


gi 


6S ribosomal RNA, partial sequence 2062466 20639 
Flavobacteria; 


219878147 


6S ribosomal RNA, partial sequence 2063988 20654 
Flavobacteria; 


219878143 


219878139 


2074760 20762 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


gi 


219878133 


2084014 20854 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


gi 


219878132 


2085504 20870 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


88610 


strain SW-72 16S 
Firmicutes; 


88610 


Bacteria_16S 


Bacteria_16S 


2095394 2095349 65 110 


ribosomal RNA, partial sequence 
Bacillales; 


Bacillaceae; Bacillus. 
2098382 2098337 65 110 


aquibiodomus stra 


Nitratireductor. 
88610 


Bacteria_16S 


2104592 2104547 65 


110 


Ce 
ref 


Ce 
ref 


The 


37 Cellulophaga 
Flavobacteriaceae; 


61 Cellulophaga 
Flavobacteriaceae; 


2070125 207167 


llulophaga. 
NR_025286.1 


llulophaga. 
NR_025282.1 


rmobacillus. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
; Maricaulis. 


Maricaulis 
0 Maricaulis 


Rhodobacterales; Hyphomonadaceae; 

219878178|ref|NR_025317.1| Aeromonas popoffii 

2025759 2027165 Aeromonas popoffii Bacteria; 

Aeromonas. 
219878174|ref|NR_025313.1] Alicyclobacillus 
81 2033165 Alicyclobacillus hesperidum 

Alicyclobacillus. 
219878169 |ref|NR_025308.1| Virgibacillus proomii 


proomii Bacteria; 


2040162 2040117 65 110 gi|219878168|ref|NR_025307.1| Dolosicoccus 
n 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
ria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

2047987 2047942 65 110 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
ibosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

2060292 2060247 65 110 gi|219878150|ref|NR_025289.1| Eubacterium sulci 

16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Clostridiales; Eubacteriaceae; Eubacterium. 
2063243 2063198 65 110 gi| 219878148 |ref|NR_025287.1| Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Thermobacillus 
8 Thermobacillus 


ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 
Bartonella. 

ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 
Bartonella. 

ref|NR_025271.1| Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


Alcanivoracaceae; Alcanivorax. 
gi|219878128|ref|NR_025267.1| Shewanella baltica 
2091488 2093018 Shewanella baltica Bacteria; 

hewanellaceae; Shewanella. 
gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
2094597 2096103 Bacillus hwajinpoensis Bacteria; 
gi|219878123|ref|NR_025262.1| Nitratireductor 


in NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


219878117 


Rhizobiales; 


2097632 2099087 Nitratireductor 
Phyllobacteriaceae; 


ref|NR_025256.1] Anoxynatronum 


sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 


88610 
pentaromativorans 
pentaromativorans 
Novosphingobium. 
88610 


Firmicutes; 
88610 
elongatus strain 


elongatus Bacteria; 


Microbulbifer. 
88610 
strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


88610 
DSM 4568 16S ribo 


Gammaproteobacteria; 
Bacteria_16S 


88610 
strain TF-12 16S 
Firmicutes; Bacil 
88610 
strain TF-11 16S 
Firmicutes; Bacil 
88610 
Bacteria; Proteob 
88610 
palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 
88610 
strain Ps 9-14 16 
Proteobacteria; 
88610 
umsongensis strai 
umsongensis Bacte 
Pseudomonas. 

88610 
strain Pss 26 16S 
Proteobacteria; 
88610 
strain YIM 90001 


88610 
strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


88610 
inexpectatum stra 
inexpectatum Bact 
Albidovulum. 

88610 
strain YIM 90003 


Streptomonospora. 
88610 
zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 

88610 
strain F829 16S r 
Actinobacteria; A 
88610 
hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 
88610 
pleistocenium str 
pleistocenium Bac 
88610 


Bacteria_16S 


Bacteria_16S 
strain TF-9 16S ribosomal 
Bacillales; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
salipaludis strain SM-1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 


2113563 2113518 65 
strain 


2115137 2115092 65 


Planococcaceae; 
2116681 2116636 65 
DSM 6810 


2118173 2118128 65 
ribosomal RNA, partial 


2121215 2121170 65 


Enterobacteriales; 

2124240 2124195 65 
ribosomal RNA, partial 
lales; Bacillaceae; 
2125796 2125751 65 
ribosomal RNA, partial 
lales; Bacillaceae; 
2137854 2137809 65 


acteria; 
2139379 2139334 65 
train 1Bdz 16S 
acteria; 
e; Amycolatopsis. 

2143846 2143801 65 
2145351 2145306 65 
ria; 


Proteobacteria; 


2146856 2146811 65 


2149950 2149905 65 


2151451 2151406 65 
ribosomal RNA, partial 


2152915 2152870 65 


eria; 


2157434 2157389 65 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2158914 2158869 65 


2161908 2161863 65 


ibosomal RNA, partial sequence 


ctinoba 
2163441 2163396 65 


rain AM13 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


cteria; Proteobacteria; 


2169626 2169581 65 


ain FTR1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


teria; Firmicutes; 
2171154 2171109 65 


RNA, partial sequence 
Planococcus. 


Bacillus. 


Bacillus. 


ribosomal RNA, 
Actinobacteria; Actinobacteridae; 


110 


US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


110 


110 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


110 
sequence 


Sphingomonadales; 


110 


somal RNA, partial sequence 2120505 2121907 Cedec 
Enterobacteriaceae; 


110 
sequence 


110 
sequence 


110 


16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; 


110 


110 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
Bacteria_16S 


Pseudomonadales; 


110 


n Ps 3-10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


110 


ribosomal RNA, partial sequence 
Gammaproteobacteria; 
Bacteria_16S 


Pseudomonadales; 


110 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
Bacteria_16S 


110 
sequence 


Sphingomonadales; 


110 


in FRR-10 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


110 


110 


110 


cteridae; Actinomycetales; Corynebacterin 


110 


110 


110 


Alteromonadales; 


partial 


gi| 219857659 


gi|219857658 
2114343 21158 


gi|219857657 


gi|219857656 
2117441 21188 
Erythrobac 


gi|219857654 


Cedec 

gi| 219857652 
2123444 21249 
19857651 


gi|2 
2125001 21265 


gi|219857643 


219857642 
sequence 
Actin 


gi 


gi| 219857639 
2143068 21445 


gi| 219857638 


Pseudo: 


gi|219857637 
2146078 21475 


gi| 219857635 


gi| 219857634 
2150729 21521 
Erythrobac 
219857633 


gi 
Rhodo. 
gi| 219857630 
Streptosporang 


219857629 
partial s 


gi 


gi|219857627 
2161153 21625 


gi|219857626 
Des 
gi|219857622 


Carnobacteri 


sequence 2112812 211429 
Sphingomonadales; 


Alteromonadales; 


ref|NR_025248.1 


ref |NR_025247.1 


NR_025246.1 
115900 211739 


ref 


is} 


ref |NR_025240.1 


ref |NR_025232.1 


ref|NR_025231.1 

2138615 214004 
omycetales; Pseu 
ref|NR_025228.1 
Pseudomon 
ref |NR_025227.1 

2144573 214602 
monadales; 
ref|NR_025226.1 
Pseudomon 
ref|NR_025224.1 


Pseudonocar 
NR_025223.1 


eae; 
ref 


teraceae; Porphy 
ref|NR_025222.1 

2152193 215360 
bacterales; Rhod 


ref|NR_025219.1 


ineae; Nocardiop 


ref|NR_025218.1 
equence 215819 
Rhodobacterales 
ref|NR_025216.1 
eae; Nocardiacea 
ref|NR_025215.1 


2162629 216416 
ulfovibrionales; 


ref|NR_025211.1 
2168820 217030 
aceae; Carnobact 


gi|219857621 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


ref|NR_025245.1] Erythrobacter flavus 
82 Erythrobacter flavus Bacteria; 
teraceae; Erythrobacter. 
ref|NR_025243.1| Cedecea davisae strain 
ea davisae Bacteria; Proteobacteria; 

ea. 

ref|NR_025241.1| Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Microbulbifer 


73 2138564 Microbulbifer salipaludis 
Alteromonadaceae; 


Microbulbifer. 
Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomonadaceae; 


as. 
Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
Pseudomonadaceae; 


as. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Albidovulum 

1 Albidovulum 

obacteraceae; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 
Paracoccus 
4 2159597 Paracoccus 


; Rhodobacteraceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Desulfovibrio 

3 Desulfovibrio 
Desulfovibrionaceae; 


Carnobacterium 

5 Carnobacterium 
erium. 

Cellvibrio fulvus 


ref|NR_025210.1 


2170356 2171849 Cellvibrio fulvus Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


88610 
strain NCIMB 8633 


Bacteria_16S 
16S 


88610 Bacteria_16S 


aetherivorans strain 10b 
aetherivorans Bacteria; 


Nocardiaceae; 
88610 Bacteria_16S 

omnivorum strain AS 1. 
omnivorum Bacteria; 
88610 Bacteria_16S 


xinjiangense strain AS 1 


xinjiangense Bacteria; 
88610 Bacteria_16S 


viridans strain MPL-11 1 


Bacteria; Firmicutes; 
88610 Bacteria_16S 


Bacteroidetes; 


2172705 2172660 65 
ribosomal 


2174130 2174085 65 


2180197 2180152 65 


110 


RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


110 


110 


gi|219857620 


gi|219857619 


c312 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
Rhodococcus. 


gi|219857613 


2747 16S ribosomal RNA, partial sequence 


2181713 2181668 65 


Bacteroidetes; 
2186300 2186255 65 


Lactobacillales; 
2189345 2189300 65 


Flavobacteria; 


110 


-2749 16S ribosomal RNA, partial 
Flavobacteria; 


110 


6S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


110 


Flavobacteriales; Flavobacteria 


gi| 219857612 


gi|219857608 


gi| 219857606 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 


88610 Bacteria_16S 
strain MK405 16S 


88610 Bacteria_16S 


2201458 2201413 65 


2202979 2202934 65 


110 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


110 


gi|219857598 
2200688 22021 


gi|219857597 


lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 


lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


88610 Bacteria_16S 


strain 486 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


88610 Bacteria_16S 


2204495 2204450 65 


2205994 2205949 65 


110 


110 


gi|219857596 
2203720 22051 


gi|219857595 


gallopavonis strain WR1 16S ribosomal RNA, partial sequence 22052 


Bacteria; 
88610 Bacteria_16S 
strain 462/2 16S 


88610 Bacteria_16S 


strain CH 16S ribosomal R 
Tenericutes; Mollicutes; 


88610 Bacteria_16S 
strain MMP-4 16S 


88610 Bacteria_16S 
strain RG-2C 16S 


88610 Bacteria_16S 
strain BbT2g 16S 


88610 Bacteria_16S 
extremorientalis 
extremorientalis 
Pseudomonas. 

88610 Bacteria_16S 


strain 7d 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


88610 Bacteria_16S 


aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 


88610 Bacteria_16S 


ribosoma 
Tenericutes; Mollicutes; 


ribosoma 
Tenericutes; Mollicutes; 


ribosoma 
Tenericutes; Mollicutes; 


Bacteria; 


2207504 2207459 65 


2210533 2210488 65 


2212049 2212004 65 


2213549 2213504 65 


2215047 2215002 65 


2219582 2219537 65 


strain KMM 3447 16S ribosomal 
Proteobacteria; 


2221090 2221045 65 


2222499 2222454 65 


2224025 2223980 65 


NA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


110 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


110 


110 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


110 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


110 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


110 


110 


110 


110 


Rhizobiales; 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi|219857594 
2206719 22081 


gi|219857592 
2209746 22112 


gi|219857591 
2211275 22127 


gi|219857590 
2212774 22142 


gi|219857589 
2214274 22157 


gi| 219857586 


RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; 


gi|219857585 
2220358 22217 


219857584 
22217 


gi 


gi|219857583 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 22232 


15286 Bacteria; Thermodesulfobacteria; 


Thermodesulfatator. 
88610 Bacteria_16S 


2225565 2225520 65 


daejeonensis strain AM141 16S ribosomal RNA, partial sequence 


daejeonensis Bacteria; 
88610 Bacteria_16S 
kribbensis strain 
Bacteria; Firmicutes; 
88610 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


88610 Bacteria_16S 


Firmicutes; 
2227126 2227081 65 


2233206 2233161 65 


2234738 2234693 65 


Bacillales; 


AM49 16S ribosomal RNA, partial sequence 


Bacillales; Paenibacillaceae; 


110 


Thermodesulfobacteriales; 
110 gi| 219857582 
Paenibacillaceae; 

110 gi|219857581 

22263 

Paenibacillus. 

110 gi|219857577 

22324 


gi| 219857576 


costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


2171900 2173400 Cellvi 
Pseudomonadales; Pseudomonadaceae; 


Actinomycetales; 


sequence 
Flavobacteriales; 


2185517 2186981 Carnob 
Carnobacterium. 


Xanthobacteraceae; Xa 


ref|NR_025209.1 
Cellvibri 
ref|NR_025208.1 

2173451 217485 
Coryne 


ref|NR_025202.1 
2179421 218088 
ref|NR_025201.1 
180937 218240 
Flavobacte 
NR_025197.1 


ND 


ref 


ref|NR_025195.1 
Shewanella. 


ref|NR_025186.1 


ref|NR_025185.1 
2202199 220366 


ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025182.1 


ref|NR_025180.1 


ref|NR_025179.1 


ref |NR_025178.1 


ref|NR_025177.1 


ref|NR_025174.1 


221879 


ref|NR_025173.1 
Xanthobacter 
ref|NR_025172.1 
92 2223169 Xantho 


ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


Paenibacillus. 
ref|NR_025169.1 
29 2227839 Paenib 


ref|NR_025165.1 
22 2233905 Gordon 
Gordoniacea 


Cellvibrio vulgaris 
brio vulgaris Bacteria; 
0. 

Rhodococcus 
9 Rhodococcus 
bacterineae; 


Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 
Carnobacterium 
acterium viridans 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Xanthobacter viscosus 


41 Xanthobacter viscosus Bacteria; 


Xanthobacter 

bacter aminoxidans 
nthobacter. 
Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 


ref|NR_025164.1 
2233956 223544 


Pseudomonas 
7 Pseudomonas 


88610 
strain CCBAU 7104 


Bacteria_16S 


2245307 2245262 65 110 gi 
2 16S ribosomal RNA, partial sequence 


219857569 
22445 


ref|NR_025157.1| Rhizobium indigoferae 
78 2245989 Rhizobium indigoferae 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

88610 Bacteria_16S 2254545 2254500 65 110 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

88610 Bacteria_16S 2256137 2256092 65 110 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 


mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; 
Desulfobulbus. 
88610 Bacteria_16S 2259159 2259114 65 110 gi| 219857560 


strain ATCC 29178 
Firmicutes; Lacto 
88610 
hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


Bacteria_16S 


16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2262303 2262258 65 110 gi 
acteria; 
erium. 


Thermodesulfobacteria; 


22583 


Streptococcus. 
219857558 
train SL6 16S ribosomal RNA, partial sequence 
Thermode 


Desulfobacterales; 


sulfobacteriales; 


88610 


Bacteria_16S 


2266944 2266899 65 


110 


gi|219857555 


strain SK-1 16S r 
Firmicutes; Bacil 
88610 
ruthenica strain 
Bacteria; Proteob 


Pseudoalteromonas. 


2266147 22676 


Bacteria_16S 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 

2271576 2271531 65 110 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 


88610 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 
88610 
strain LRC 5382 1 
Firmicutes; Clost 
88610 
flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2273048 2273003 65 110 gi 
ain KMM 3549 16S ribosomal RNA, partial 
teria; Proteobacteria; 


2289780 2289735 65 110 gi 
ridia; Clostridiales; Lachnospiraceae; 
2291244 2291199 65 110 gi 
in NCIMB2033 16S ribosomal RNA, partial 
eria; Proteobacteria; 


Gammaproteobacter 


Gammaproteobacteria; 


219857552 
ence 22707 
Alteromonadales; 


219857551 
sequence 
ia; Alteromonadales; 


219857539 
6S ribosomal RNA, partial sequence 2288984 22904 
Lachnobacterium. 
219857538 
sequence 
Alteromonadales; 


88610 


strain ACEM 9 16S 
Proteobacteria; 


88610 


strain 91-4 16S r 


Bacteria_16S 


Bacteria_16S 


2294307 2294262 65 


2295763 2295718 65 1 


ibosomal RNA, partial sequence 


110 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


gi| 219857535 
2293525 22949 

Shewanellac 
gi| 219857533 
2295034 22964 


10 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


88610 


strain IBS 193 16 


Bacteria_16S 


2297229 2297184 65 a 


S ribosomal RNA, partial sequence 


10 gi| 219857532 


2296489 22979 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


88610 


strain L2-TR 16S 
Proteobacteria; 


88610 


strain 63287 16S 


88610 


34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2298752 2298707 65 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


2300194 2300149 65 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


2301662 2301617 65 a 


2 


2303212 2303167 65 1 


10 gi|219857531 
2297982 22993 
Idiomarinac 
gi| 219857530 


2299447 23008 


10 


10 gi| 219857529 
300928 2302353 Afipi 


ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 


10 gi| 219857528 


lutaoensis strain T5054 16S ribosomal RNA, partial sequence 23024 
Bacteria; Proteobacteria; Gammaproteobacteria; 


88610 


Bacteria_16S 


2306299 2306254 65 1 


strandjordii strain ATCC BAA-173 16S ribosomal 


strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurellaceae; 


88610 


Bacteria_16S 


Tsukamurella. 


2309338 2309293 65 1 


Alteromonadales; 
10 gi| 219857525 
RNA, complete sequ 
Actinomy 
10 


gi] 219857523 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 


Actinobacteria; Actinobacteridae; Actinomycetales; 


88610 


subterraneus strain 34 16S ribosomal RNA, partial sequence 
Bacteria; 


88610 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


2312397 2312352 65 1 


Bacillales; Bacillaceae; 
2316945 2316900 65 1 


Streptosporang 
gi|219857521 
23115 


10 


lus. 
219857518 


Geobacil 
10 gi 


brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 
brasilensis Bacteria; 


Firmicutes; Bacillales; 


Paenibacillaceae; P 


Alteromonadaceae 


Desulfobulbaceae; 


ref|NR_025148.1| Streptococcus iniae 
45 2259880 Streptococcus iniae Bacteria; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
Thermodesulfobacteriaceae; 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


ref|NR_025140.1| Pseudoalteromonas 
90 2272278 Pseudoalteromonas ruthenica 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_025127.1| Lachnobacterium bovis 
36 Lachnobacterium bovis Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref 


ref|NR_025123.1] Shewanella olleyana 
83 Shewanella olleyana Bacteria; 

eae; Shewanella. 
ref|NR_025121.1| Bartonella bovis 
38 Bartonella bovis Bacteria; 
Bartonella. 
ref|NR_025120.1| Bartonella capreoli 
31 Bartonella capreoli Bacteria; 
Bartonella. 
ref|NR_025119.1| Idiomarina loihiensis 
96 Idiomarina loihiensis Bacteria; 

eae; Idiomarina. 
ref|NR_025118.1| Bosea massiliensis 
77 Bosea massiliensis Bacteria; 
Bosea. 
ref|NR_025117.1| Afipia birgiae strain 
a birgiae Bacteria; Proteobacteria; 


ref|NR_0251 Marinobacter 
04 2303932 Marinobacter lutaoensis 

; Marinobacter. 
NR_025113.1| Tsukamurella 
23 17 2307028 Tsukamurella 
Corynebacterineae; 


ref 
ence 
cetales; 


ref|NR_025111.1| Nonomuraea turkmeniaca 
58 Nonomuraea turkmeniaca Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025109.1| Geobacillus 

80 2313074 Geobacillus subterraneus 


ref|NR_025106.1| Paenibacillus 
2316148 2317531 Paenibacillus 
aenibacillus. 


88610 Bacteria_16S 
strain CFML 97-39 
Proteobacteria; G 
88610 Bacteria_16S 


2321538 2321493 65 110 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323090 2323045 65 110 gi 
strain CFML 97-514 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
88610 Bacteria_16S 2335098 2335053 65 110 gi 
strain DM12 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
88610 Bacteria_16S 2337936 2337891 65 110 gi 
strain BG29 16S ribosomal RNA, partial sequence 


seu 


na 


ho 


219857515 


219857514 


dales; 
219857505 
2334350 23357 
dobacter 
219857503 
2337153 23386 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025093.1 


23207 
domonad 


23223 
P 


acea 
ref 


e; Paracoccu 
NR_025091.1 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 

Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

88610 Bacteria_16S 2339485 2339440 65 110 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

88610 Bacteria_16S 2345595 2345550 65 110 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

88610 Bacteria_16S 2350057 2350012 65 110 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

88610 Bacteria_16S 2354629 2354584 65 110 gi| 219857491 |ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 

88610 Bacteria_16S 2365397 2365352 65 110 gi|219857483|ref|NR_025071.1| Mycoplasma elephantis 


strain E42 16S ri 
Tenericutes; Moll 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2364627 23660 


86 Mycoplasma elephantis Bacteria; 


88610 Bacteria_16S 2366907 2366862 65 110 gi|219857482|ref|NR_025070.1| Mycoplasma 
equigenitalium strain T37 16S ribosomal RNA, partial sequence 2366137 2367596 Mycoplasma 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

88610 Bacteria_16S 2383502 2383457 65 110 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

88610 Bacteria_16S 2395659 2395614 65 110 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

88610 Bacteria_16S 2397145 2397100 65 110 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

88610 Bacteria_16S 2398664 2398619 65 110 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

88610 Bacteria_16S 2400179 2400134 65 110 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

88610 Bacteria_16S 2409374 2409329 65 110 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

88610 Bacteria_16S 2415613 2415568 65 110 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

88610 Bacteria_16S 2421789 2421744 65 110 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

88610 Bacteria_16S 2426380 2426335 65 110 gi|219857441|ref|NR_025029.1| Viridibacillus neidei 
strain BD-87 16S ribosomal RNA, partial sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

88610 Bacteria_16S 2427760 2427715 65 110 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

88610 Bacteria_16S 2432189 2432144 65 110 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

88610 Bacteria_16S 2433744 2433699 65 110 gi|219857432|ref|NR_025020.1| Flavobacterium 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 


88610 
peptidivorans str 
peptidivorans Bac 
88610 
strain AS4.1521 1 


88610 
strain KMM 3299 1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; S 
Bacteria_16S 


88610 
Bacteria; Firmicu 
88610 
strain CCUG 30811 
Bacteria; Proteob 
88610 
maricaloris strai 
maricaloris Bacte 


koreense strain JGO7 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2445931 2445886 65 110 gi 


Pseudoalteromonas. 
Bacteria_16S 


88610 
olivapovliticus s 
olivapovliticus B 
88610 
strain KCTC 3666 
Firmicutes; Bacil 
88610 
dichotomicum stra 
dichotomicum Bact 
88610 
subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 
88610 
taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 
88610 
strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Aeromonas. 
Bacteria_16S 


Bacteria_16S 


2435233 2435188 65 110 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2438279 2438234 65 110 gi 


2442851 2442806 65 110 gi 


2444385 2444340 65 110 gi 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2447437 2447392 65 110 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


2448971 2448926 65 110 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 

2450485 2450440 65 110 gi 


lales; Thermoactinomycetaceae; Laceyel 
2453558 2453513 65 110 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2456570 2456525 65 110 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


2457995 2457950 65 110 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


2459488 2459443 65 110 
ribosomal RNA, partial sequence 


gi 


219857431 
quence 

diales; Cl 
219857429 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Bacteria_16S 
6S ribosomal RNA, partial sequence 2442080 24435 


219857419 


16S ribosomal RNA, partial sequence 2449732 24511 


la. 
219857417 
1 sequence 


219857413 
ia; 
219857411 


quence 
ia; 


219857410 


2458757 24601 


nebacterineae; 


tinomycetaceae; 


rtial sequence 


Sphingomonadales; 


Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 


88610 
putrefaciens stra 
putrefaciens Bact 


Sphingomonadales; Sphingomon 
2460979 2460934 65 110 gi| 219857409 
ribosomal RNA, partial sequence 2460248 24616 


Sphingomonadales; 

2464006 2463961 65 110 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 


Sphingomon 
219857407 
sequence 
iales; Clo 


88610 


strain 383 16S ri 
Tenericutes; Moll 


88610 


Bacteria_16S 


Bacteria_16S 


2479066 2479021 65 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2480573 2480528 65 


110 


110 


gi|219857397 
2478295 24797 


gi| 219857396 
2479798 24812 


strain H/T1 16S r 
Tenericutes; Moll 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


88610 


Bacteria_16S 


2482086 2482041 65 


110 


strain DC333 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


88610 


strain TB 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


88610 


Bacteria_16S 


Bacteria_16S 


2485107 2485062 65 


2486626 2486581 65 


110 


110 


gi| 219857395 
2481316 24827 


gi| 219857393 
2484337 24857 


gi| 219857392 


strain PG13 16S r 
Tenericutes; Moll 


ibosomal RNA, partial sequence 


2485849 24873 


icutes; Mycoplasmataceae; Mycoplasma. 


88610 


Bacteria_16S 


2488140 2488095 65 


110 


gi| 219857391 


strain CH20247 16 
Tenericutes; Moll 
88610 
strain M432/72 16 
Tenericutes; Moll 


Bacteria_16S 


S ribosomal RNA, partial sequen 
icutes; Mycoplasmataceae; Mycop 
2489653 2489608 65 110 
S ribosomal RNA, partial sequen 


ce 2487368 24888 
lasma. 
gi| 219857390 


ce 2488881 24903 


icutes; Mycoplasmataceae; Mycoplasma. 


88610 


Bacteria_16S 


2491164 2491119 65 


110 


gi| 219857389 


strain 1219 16S r 
Tenericutes; Moll 


ibosomal RNA, partial sequence 


2490394 24918 


icutes; Mycoplasmataceae; Mycoplasma. 


88610 


Bacteria_16S 


2497067 2497022 65 


110 


strain DNP505 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


gi| 219857385 
2496307 24977 


NR_025019.1| Clostridium 

2434473 2435953 Clostridium 
ostridiaceae; Clostridium. 
NR_025017.1| Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 
Nocardiaceae; Nocardia. 


219857424|ref|NR_025012.1| Shewanella japonica 
41 Shewanella japonica Bacteria; 
hewanellaceae; Shewanella. 
219857423|ref|NR_025011.1| Planomicrobium 
e 2443592 2445097 Planomicrobium koreense 
microbium. 
219857422|ref|NR_025010.1| Alishewanella fetalis 
2445148 2446624 Alishewanella fetalis 
nadales; Alteromonadaceae; Alishewanella. 
219857421|ref|NR_025009.1| Pseudoalteromonas 
quence 2446675 2448124 Pseudoalteromonas 
ia; Alteromonadales; Pseudoalteromonadaceae; 
219857420|ref|NR_025008.1| Alkalibacterium 


ial sequence 2448175 2449681 Alkalibacterium 
Carnobacteriaceae; 


Alkalibacterium. 
ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


ref|NR_025005.1| Thermoflavimicrobium 
2452794 2454268 Thermoflavimicrobium 
Thermoflavimicrobium. 
NR_025001.1| Aeromonas salmonicida 
2455783 2457213 Aeromonas 


ref 


Gammaproteobacteria; Aeromonadales; 


ref |NR_024999.1| Sphingopyxis 
2457264 2458706 Sphingopyxis 
Sphingomonadaceae; 


ref|NR_024998.1| Sphingomonas koreensis 
97 Sphingomonas koreensis Bacteria; 
adaceae; Sphingomonas. 

NR_024997.1| Sphingomonas aquatilis 
89 Sphingomonas aquatilis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024995.1| Clostridium 

2463226 2464712 Clostridium 
stridiaceae; Clostridium. 
ref|NR_024985.1| Mycoplasma cloacale 

47 Mycoplasma cloacale Bacteria; 


ref 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref |NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 


88610 


strain 2074-AUS-E 
Proteobacteria; 


88610 


olearium strain §S 
Bacteria; 


88610 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


88610 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


88610 


strain LSv514 16S 
Proteobacteria; 


88610 


alkaliphilum stra 
Bacteria; 


88610 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


2501708 2501663 65 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellac 
219857379 


2504718 2504673 65 


R1 16S ribosomal RNA, partial 
Clostridiales; 


Clostridia; 
2521463 2521418 65 


rain SBK26 16S ribosomal RNA, 
cteria; 


Proteobacteria; 


2522943 2522898 65 


rain DBK11 16S ribosomal RNA, 
cteria; 


Proteobacteria; 


2524472 2524427 65 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 


2527459 2527414 65 


in S1 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
2529015 2528970 65 


Gammaproteobacteria; 


Gammaproteobacteria; 


Desulfobacterales; 


110 gi 


250 
110 gi 
sequence 250 
Lachnospiracea 

gi 
partial 


110 
sequence 
P 


110 gi 
partial sequence 


P 


110 gi 
2523668 252 
Desulfo 
110 gi 
252 
Peptococcaceae 


110 gi 


219857381 


219857363 


219857362 


219857361 


219857359 


219857358 


09 
ea 


39 


e; 


se 


se 


51 


bu 


66 


’ 


ref |NR_024969.1 
e; Legionella. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref|NR_024951.1 
2520665 252209 
udomonadales; 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref|NR_024949.1 
53 Desulfotalea 
lbaceae; 
ref|NR_024947.1 


Desulfotomaculum 
ref|NR_024946.1 


Legionella waltersii 


08 2502354 Legionella waltersii Bacteria; 


Sporobacterium 
acterium olearium 


Pseudomonas 
4 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Desulfotalea arctica 


arctica Bacteria; 
Desulfotalea. 


Desulfotomaculum 


73 2528174 Desulfotomaculum alkaliphilum 


Pseudomonas fragi 


strain ATCC 4973 
Proteobacteria; 

88610 
strain DSM 12272 
Firmicutes; Clos 
88610 
strain A3.12 16S 
Proteobacteria; 


Bacteria_16S 
16S ribosomal RNA, partial sequence 2529733 25312 
Clostridium. 


Bacteria_16S ref 


16S ribosomal RNA, partial sequence 2528225 25296 


Gammaproteobacteria; Pseudomonadales; P 
2530513 2530468 65 110 gi 


tridia; Clostridiales; Clostridiaceae; 
2533579 2533534 65 110 gi 
ribosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; 


2532800 25342 


seudomonad 
219857357 


219857355 


Bacteriov 


82 Pseudomonas fragi Bacteria; 


aceae; 
ref 


Pseudomo 


Pere 


NR_024945.1 
15 Clostridium gasigenes Bacteria; 


NR_024943.1 
56 Peredibacter 
oracaceae; 


n 


d 


88610 


Bacteria_16S 


2548184 2548139 65 


110 gi 


219857345 


ref|NR_024933.1 


as. 
Clostridium gasigenes 


Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Desulfosporosinus 


meridiei strain S 
Bacteria; 
88610 
strain C-29 16S r 
Proteobacteria; A 
88610 
strain CIP 
Bacteria; 

88610 
strain CIP 105470 
Proteobacteria; G 
88610 
strain CIP 105259 
Proteobacteria; G 
88610 
strain AN1 16S ri 
Proteobacteria; A 
88610 
frigidicarnis str 
frigidicarnis Bac 
88610 
strain CIP 105274 
Proteobacteria; G 
88610 
methoxybenzovoran 
methoxybenzovoran 
88610 
strain CFML 96-19 
Proteobacteria; G 
88610 
strain CIP 104664 
Bacteria; Proteob 
88610 
strain CIP 104883 
Bacteria; Proteob 
88610 
strain CFML 96-17 
Bacteria; Proteob 


105469 
Proteob 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


10 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Peptoc 
2549666 2549621 65 110 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2555769 2555724 65 110 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557335 2557290 65 110 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2561961 2561916 65 110 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2568064 2568019 65 110 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
2569546 2569501 65 110 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2571094 2571049 65 110 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2572652 2572607 65 110 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2580215 2580170 65 110 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581781 2581736 65 110 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583351 2583306 65 110 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584920 2584875 65 110 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


88610 
mediterranea stra 


Bacteria_16S 


2548929 25503 


2567339 25687 


25473 
occaceae; 
219857344 


nellaceae; 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857289 


rhizobiace 
219857288 
sequence 

diales; Cl 
219857287 
25702 
seudomonad 
219857286 
1 sequence 
ostridiale 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857277 


2586500 2586455 65 110 gi 
in MMB1 16S ribosomal RNA, complete se 


74 2548878 Desulfosporosinus meridiei 
Desulfosporosinus. 
ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref|NR_024928.1| Pseudomonas gessardii 
74 2556489 Pseudomonas gessardii 
seudomonadaceae; Pseudomonas. 
ref|NR_024927.1| Pseudomonas migulae 
40 2558055 Pseudomonas migulae Bacteria; 
aceae; Pseudomonas. 
ref|NR_024924.1| Pseudomonas mosselii 
68 2562680 Pseudomonas mosselii Bacteria; 
aceae; Pseudomonas. 
ref|NR_024920.1| Nitrobacter alkalicus 
17 Nitrobacter alkalicus Bacteria; 
ae; Nitrobacter. 
ref|NR_024919.1| Clostridium 

2568768 2570248 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_024918.1| Pseudomonas jessenii 
99 2571813 Pseudomonas jessenii Bacteria; 
aceae; Pseudomonas. 
ref Clostridium 

2571864 2573377 Clostridium 
Clostridiaceae; Clostridium. 
Pseudomonas cedrina 


20 2580935 Pseudomonas cedrina Bacteria; 
aceae; Pseudomonas. 
ref|NR_024911.1| Pseudomonas rhodesiae 


86 2582507 Pseudomonas rhodesiae 
seudomonadaceae; Pseudomonas. 
ref|NR_024910.1| Pseudomonas monteilii 
58 2584074 Pseudomonas monteilii 
seudomonadaceae; Pseudomonas. 


quence 


ref|NR_024909.1| Pseudomonas orientalis 
25 2585640 Pseudomonas orientalis 
seudomonadaceae; Pseudomonas. 
ref|NR_024908.1| Marinomonas 


2585691 2587224 Marinomonas 


mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 


88610 
strain ATCC 43186 
Firmicutes; Lacto 
88610 
strain ATCC 43198 
Firmicutes; Lacto 
88610 
strain ATCC 51266 
Firmicutes; Lacto 
88610 
strain CIP 105273 
Proteobacteria; G 
88610 
strain CIP 105460 
Bacteria; Proteob 
88610 
granulomatis stra 
granulomatis Bact 
88610 
strain HPA92 16S 
Proteobacteria; 

88610 
strain 177 16S ri 
Proteobacteria; G 
88610 
strain P925 16S r 
Proteobacteria; G 
88610 
naphthovorans str 
naphthovorans Bac 
88610 
thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 
88610 
strain DSM 43194 
Actinobacteria; A 
88610 
strain DSM 44262 
Actinobacteria; A 
88610 
strain ATCC 51603 
Proteobacteria; G 
88610 
mcmeekinii strain 
Bacteria; Firmicu 
88610 
strain ACCC 19665 
Bacteria; Proteob 
88610 
halotolerans stra 
Bacteria; Firmicu 
88610 
strain ACAM 81 16 
Bacteroidetes; Fl 
88610 
alkanoclasticum s 
alkanoclasticum B 
88610 
strain CDC 0876-5 
Bacteria; Proteob 
88610 
strain CDC 2991-8 
Proteobacteria; G 
88610 
campinasensis str 
campinasensis Bac 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


219857275 
25888 


2589605 2589560 65 110 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2591184 2591139 65 110 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2592758 2592713 65 110 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2595758 2595713 65 110 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597324 2597279 65 110 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2600314 2600269 65 110 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacteria; Paste 
2601868 2601823 65 110 gi| 219857267 
ribosomal RNA, partial sequence 2601060 26025 
ammaproteobacteria; Pasteurellales; Pasteurellac 
2603422 2603377 65 110 gi| 219857266 
bosomal RNA, partial sequence 2602614 26041 
ammaproteobacteria; Pasteurellales; Pasteurellac 
2604976 2604931 65 110 gi| 219857265 
ibosomal RNA, partial sequence 2604168 26056 
ammaproteobacteria; Pasteurellales; Pasteurellac 
2608100 2608055 65 110 gi| 219857263 
ain NAG-2N-126 16S ribosomal RNA, partial sequen 
teria; Proteobacteria; Gammaproteobacteria; Ocea 
2609590 2609545 65 110 gi| 219857259 

n N1165 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
e; Amycolatopsis. 
2611162 2611117 65 110 gi| 219857258 
16S ribosomal RNA, partial sequence 2610373 26118 
ctinobacteridae; Actinomycetales; Pseudonocardin 
2612690 2612645 65 110 gi| 219857257 
16S ribosomal RNA, partial sequence 2611942 26134 
ctinobacteridae; Actinomycetales; Pseudonocardin 
2620516 2620471 65 110 gi| 219857252 
16S ribosomal RNA, partial sequence 26197 
ammaproteobacteria; Enterobacteriales; Enterobac 
2621990 2621945 65 110 gi|219857251 
S23F2 16S ribosomal RNA, partial sequence 26212 
tes; Bacillales; Planococcaceae; Planomicrobium. 
2623479 2623434 65 110 gi| 219857249 
16S ribosomal RNA, partial sequence 26227 
acteria; Alphaproteobacteria; Rhizobiales; Phyll 
2628142 2628097 65 110 gi| 219857246 
in NN 16S ribosomal RNA, partial sequence 26273 
tes; Bacillales; Bacillaceae; Gracilibacillus. 
2632615 2632570 65 110 gi| 219857237 
S ribosomal RNA, partial sequence 2631843 26332 
avobacteria; Flavobacteriales; Flavobacteriaceae 
2634156 2634111 65 110 gi| 219857236 
train MAE2 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Bacillales; Planococcaceae; 
2635645 2635600 65 110 gi| 219857234 
8 16S ribosomal RNA, partial sequence 26348 
acteria; Gammaproteobacteria; Enterobacteriales; 
2637209 2637164 65 110 gi| 219857233 
1 16S ribosomal RNA, partial sequence 26364 
ammaproteobacteria; Enterobacteriales; Enterobac 
2643421 2643376 65 110 gi| 219857229 
ain 324 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Paenibacillaceae; 


cus. 
219857274 
25903 
cus. 
219857273 
25919 
cus. 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857268 
al sequenc 


ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024905.1 
79 2591887 Entero 


ref |NR_024904.1 
38 2593451 Entero 


ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


Mannheimia 
NR_024897.1 


eae; 
ref 


Mannheimia 
NR_024896.1 


eae; 
ref 


eae; Mannheimia. 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024890.1 
2608828 261032 
etales; Pseudono 


ref |NR_024889.1 
eae; Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024881.1 
00 2622680 Planom 


ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024876.1 
22 2628862 Gracil 


ref |NR_024865.1 


; FL 
ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024857.1 
2642624 264413 
Paenibacillus. 


88610 
strain ATCC 39419 


Bacteria_16S 


2659998 2659953 65 110 gi|219857217 
16S ribosomal RNA, partial sequence 


ref|NR_024845.1 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 

Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Kluyvera georgiana 
ra georgiana Bacteria; 
era. 
Planomicrobium 
icrobium mcmeekinii 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Gracilibacillus 
ibacillus halotolerans 


Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
avobacterium. 


Planomicrobium 
1 Planomicrobium 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 
Paenibacillus 
1 Paenibacillus 


Kribbella sandramycini 


2659238 2660707 Kribbella sandramycini 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Kribbella. 


88610 Bacteria_16S 


strain IM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


88610 Bacteria_16S 
parasanguinis str 


88610 Bacteria_16S 
sanguinis strain 
sanguinis Bacteria; 
88610 Bacteria_16S 
strain JCM 3151 1 


Microbispora. 
88610 Bacteria_16S 
strain MS1-3 16S 


88610 Bacteria_16S 
juripiscarius str 
juripiscarius Bac 
88610 Bacteria_16S 
straminisolvens s 
straminisolvens B 
88610 Bacteria_16S 
strain IFM 10088 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
88610 Bacteria_16S 2692920 2692875 65 110 gi| 219857193 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangiaceae; Planotetraspora. 

88610 Bacteria_16S 2695757 2695712 65 110 gi|219857191 
floricola strain S-877 16S ribosomal RNA, partial sequence 26950 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
88610 Bacteria_16S 2697293 2697248 65 110 gi|219857190 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ano 
88610 Bacteria_16S 2706485 2706440 65 110 gi|219857184 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family 
88610 Bacteria_16S 2710917 2710872 65 110 gi|219857181 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 27115 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
88610 Bacteria_16S 2712387 2712342 65 110 gi| 219857180 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 27129 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

88610 Bacteria_16S 2713830 2713785 65 110 gi|219857179 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 27145 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 
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88610 Bacteria_16S 2741018 2740973 65 110 gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

88610 Bacteria_16S 2742523 2742478 65 110 gi|219857159|ref|NR_024787.1| Flavobacterium 
limicola strain ST-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

88610 Bacteria_16S 2746903 2746858 65 110 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
88610 Bacteria_16S 2751263 2751218 65 110 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 
88610 Bacteria_16S 2752797 2752712.65 110 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
88610 Bacteria_16S 2754253 2754208 65 110 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
88610 Bacteria_16S 2758866 2758821 65 110 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 


88610 Bacteria_16S 2778535 2778490 65 110 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

88610 Bacteria_16S 2786018 2785973 65 110 gi|219857126|ref|NR_024754.1| Alicyclobacillus 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

88610 Bacteria_16S 2787598 2787553 65 110 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


88610 Bacteria_16S 2789149 2789104 65 110 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

88610 Bacteria_16S 2792049 2792004 65 110 gi|219857122|ref|NR_024750.1| Coprococcus catus 


strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 
88610 Bacteria_16S 2796382 2796337 65 110 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
88610 Bacteria_16S 2799425 2799380 65 110 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
88610 Bacteria_16S 2800948 2800903 65 110 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
88610 Bacteria_16S 2802469 2802424 65 110 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
88610 Bacteria_16S 2803990 2803945 65 110 gi|219857114|ref|NR_024742.1| Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
88610 Bacteria_16S 2805512 2805467 65 110 gi|219857113|ref|NR_024741.1]| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
88610 Bacteria_16S 2807034 2806989 65 110 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
88610 Bacteria_16S 2808556 2808511 65 110 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
88610 Bacteria_16S 2816042 2815997 65 110 gi|219856913|ref|NR_024734.1| Pseudomonas 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 2815260 2816748 Pseudomonas 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
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88610 Bacteria_16S 2858900 2858855 65 110 gi| 219856885 |ref|NR_024704.1 
strain ATCC 49968 16S ribosomal RNA, partial sequence 2858110 2859620 Pseudo: 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
88610 Bacteria_16S 2860400 2860355 65 110 gi|219856884|ref|NR_024703.1 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 285967 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Br 
88610 Bacteria_16S 2865021 2864976 65 110 gi|219856881|ref|NR_024700.1 
echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 2864276 286573 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Sphingomonas. 

88610 Bacteria_16S 2869707 2869662 65 110 gi|219856878|ref|NR_024697.1 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 286889 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacil 
88610 Bacteria_16S 2872864 2872819 65 110 gi|219856876|ref|NR_024695.1 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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88610 Bacteria_16S 2879175 2879130 65 110 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

88610 Bacteria_16S 2885307 2885262 65 110 gi|219856866|ref|NR_024685.1| Sphingomonas 
oligophenolica 16S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

88610 Bacteria_16S 2888238 2888193 65 110 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

88610 Bacteria_16S 2891273 2891228 65 110 gi|219856862|ref|NR_024681.1]| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

88610 Bacteria_16S 2892796 2892751 65 110 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

88610 Bacteria_16S 2906445 2906400 65 110 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 

88610 Bacteria_16S 2920313 2920268 65 110 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

88610 Bacteria_16S 2921869 2921824 65 110 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
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88610 Bacteria_16S 2933806 2933761 65 110 gi|219856834|ref|NR_024653.1 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 293448 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacterium. 

88610 Bacteria_16S 2941339 2941294 65 110 gi|219856829|ref|NR_024648.1 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 294204 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
Micromonosporaceae; Virgisporangium. 

88610 Bacteria_16S 2942855 2942810 65 110 gi|219856828|ref|NR_024647.1 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 294356 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonos 
Micromonosporaceae; Virgisporangium. 

88610 Bacteria_16S 2947512 2947467 65 110 gi|219856825|ref|NR_024644.1 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 29481 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serra 
88610 Bacteria_16S 2949002 2948957 65 110 gi|219856824|ref|NR_024643.1 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
88610 Bacteria_16S 2950490 2950445 65 110 gi|219856823|ref|NR_024642.1 
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6 
Proteobacteria; G 
88610 Bacteria 
strain JCM1234 
Proteobacteria; 
88610 Bacteria_ 
strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


6 
G 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S 


16S 


2924906 2924861 65 110 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2926269 2926224 65 110 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


gi 


2927802 2927757 65 110 gi 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2929278 2929233 65 110 gi 


lphaproteobacteria; Rhizobiales; Methy 
2930787 2930742 65 110 gi 


ammaproteobacteria; Enterobacteriales; 
2951991 2951946 65 110 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2953489 2953444 65 110 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2954938 2954893 65 110 


oc 
e 


ct 


se 


’ 


lo 


E 


E 


E 


219856840 
2924131 29254 


219856839 


219856838 
219856837 
16S ribosomal RNA, partial sequence 2928528 29299 


219856836 
16S ribosomal RNA, partial sequence 2930007 29314 


219856822 
2951208 29526 


219856821 
2952708 29541 


219856820 


ref |NR_024659.1 
69 Streptococcus 
cus. 
ref|NR_024658.1 

2925520 292697 
odobacterales; 


sequence 
eria; Rh 


ref |NR_024657.1 
2927022 292847 
irillales; Marin 
ref |NR_024656.1 


quence 
Oceanosp 


cystaceae; Terasakiella. 
ref|NR_024655.1 


58 Oceanobacter 


nterobacteriaceae; Enter 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 
29 Enterobacter 


teriaceae; Ente 


nterobac 


nterobac r 


ref 


strain IFO 16068 


Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 2954180 29556 


NR_024639.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
88610 Bacteria_16S 2962481 2962436 65 110 gi| 219856815 |ref|NR_024634.1 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

88610 Bacteria_16S 2964030 2963985 65 110 gi|219856814|ref|NR_024633.1 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

88610 Bacteria_16S 2965518 2965473 65 110 gi|219856812|ref|NR_024631.1 
strain S37 16S ribosomal RNA, partial sequence 2964771 2966222 Sphingopyxis 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo 
88610 Bacteria_16S 2973158 2973113 65 110 gi| 219846941 |ref|NR_026533.1 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 297388 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 

88610 Bacteria_16S 2974720 2974675 65 110 gi|219846940|ref|NR_026532.1 
strain PCl 16S ribosomal RNA, partial sequence 2973936 29754 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
88610 Bacteria_16S 2983897 2983852 65 110 gi|219846934|ref|NR_026526.1 


strain JaH 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
88610 


strain 10.268-1 1 


Bacteria_16S 


lales; Bacillaceae; Bacillus. 


2985394 2985349 65 110 gi 


88610 


Bacteria_16S 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 


2983106 29845 


ne 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ref|NR_026525.1 


bacterineae; Nocardiacea 


2986916 2986871 65 110 gi 


219846932 


Streptococcus peroris 
peroris Bacteria; 


Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Terasakiella pusilla 


56 Terasakiella pusilla Bacteria; 


Oceanobacter kriegii 


kriegii Bacteria; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 


porineae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Pseudomonas 

5 Pseudomonas 

udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 


ref |NR_026524.1 


298615 


Rhodococcus 
6 2987629 Rhodococcus 


wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rho 


dococcus. 


88610 


Bacteria_16S 


2988442 2988397 65 110 


gi 


219846931 


strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


88610 


Bacteria_16S 


2994461 2994416 65 110 


gi 


larrymoorei strain AF3.10 16S ribosomal RNA, partial se 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacter 


Rhizobium/Agrobac 
88610 


Bacteria_16S 


terium group; Agrobacterium. 


2999094 2999049 65 110 


gi 


flavithermus strain DSM 2641 16S ribosomal RNA, partial 


flavithermus Bact 
88610 


Bacteria_16S 


Firmicutes; Bacillales; 
3002234 3002189 65 110 


eria; 


Bacillac 


gi 


thermoruber strain BT2 16S ribosomal RNA, partial seque 


Bacteria; Firmicu 


88610 


Bacteria_16S 


tes; Bacillales; 


3005260 3005215 65 110 


Paenibacillaceae; 


Bre 
gi 


strain NCIMB 11126 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


88610 
polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 
88610 
raffinosus strain 
raffinosus Bacter 
88610 
polyendosporus st 
polyendosporus Ba 
88610 
strain 7 16S ribo 
Clostridia; Clost 
88610 
cylindrosporum st 
cylindrosporum Ba 
88610 
strain DS1 16S ri 
Firmicutes; Clost 
88610 
sartagoforme stra 
sartagoforme Bact 
88610 
strain M-29c 16S 

Firmicutes; Lacto 
88610 
strain HKI 0136 1 


Bacteria_16S 


Bacteria_16S 
1789-79 16S ribosomal RNA, partial se 
Lactobacillales; 
Bacteria_16S 


Bacteria_16S 
somal RNA, partial sequence 3031628 3033115 Clost 
Clostridium. 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
in DSM 1292 16S ribosomal RNA, partial 
Clostrid 
Bacteria_16S 


Bacteria_16S 


3023302 3023257 65 110 
s strain Kd2 16S ribosomal RNA, 


donia. 

3024833 3024788 65 110 

Firmicutes; 
3029353 3029308 65 


ia; 
110 


cteria; Firmicutes; Clostridia; 
3032415 3032370 65 110 


ridiales; Clostridiaceae; 
3033936 3033891 65 110 
cteria; Firmicutes; Clostridia; 
3035463 3035418 65 110 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
3036986 3036941 65 110 
Firmicutes; Clostridia; 
3038540 3038495 65 110 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
3040030 3039985 65 


eria; 


110 


gi 
partia 


s Bacteria; Actinobacteria; Actinobact 


gi 


Enter 
gi 


rain PS-1 16S ribosomal RNA, partial s 


Clostr 
gi 


gi 


rain HC-1 16S ribosomal RNA, partial s 


Clostr 
gi 


nebacterin 
219846927 
quence 

ia; Rhizob 


, 


219846924 
sequence 
eae; 
219846922 
nce 30014 
vibacillus 
219846920 
30045 
locystacea 
219846908 
1 sequence 
eridae; Ac 


219846907 
quence 

ococcaceae 
219846904 
equence 

idiales; C 
219846901 


219846900 
equence 

idiales; C 
219846899 


3034695 30361 


Clostridiaceae; 


gi 


gi 


Clostridiu 
219846898 
sequence 
iales; Clo 
219846897 


3037737 30392 


Vagococcu 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


88610 
strain 1144-97 16 
Firmicutes; Lacto 
88610 
strain M1832/95/2 
Bacteria; Firmicu 
88610 
strain S369-98-1 

Firmicutes; Lacto 
88610 
strain ml1134/97/1 
Firmicutes; Lacto 
88610 
strain K 16S ribo 


Bacteria_16S 
S ribosomal RNA, partial sequence 
Facklamia. 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
somal RNA, partial sequence 3071024 3072416 Methy 


3041584 3041539 65 110 
bacillales; Aerococcaceae; 
3049240 3049195 65 110 
tes; 
3064455 3064410 65 110 
bacillales; Streptococcaceae; 
3070308 3070263 65 110 


bacillales; Enterococcaceae; 


3071753 3071708 65 110 


gi 


gi 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


E 
gi 


gi 


16S ribosomal RNA, partial sequence 
Vagococcu 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


88610 
strain 4-87 16S r 
Proteobacteria; G 
88610 
strain ORS 992 16 


Bacteria_16S 


Bacteria_16S 
S ribosomal RNA, partial sequence 


3073266 3073221 65 110 
ibosomal RNA, partial sequence 


3076221 3076176 65 110 


gi 


s. 
219846896 


6S ribosomal RNA, partial sequence 3039256 30407 


nebacterin 
219846895 


3040796 30422 


219846889 

30484 

remococcus 
219846879 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptoc 


occus. 
219846875 

30695 

s. 
219846874 


rinckiacea 
219846873 


3072467 30738 


ammaproteobacteria; Oceanospirillales; 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


88610 
sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 
88610 


Bacteria_16S 


Bacteria_16S 


3083960 3083915 65 110 


teria; 
r. 


Firmicutes; Clostridia; 


3085438 3085393 65 110 


gi 


ain L-64 16S ribosomal RNA, partial se 
Thermoa 


gi 


Balneatri 
219846871 


3075492 30769 


biaceae; 
219846866 

quence 

naerobacte 


219846865 


Anoxybaci 


ref|NR_026523.1 
eae; Gordoniacea 
ref|NR_026519.1 

2993732 299516 
iales; Rhizobiac 


NR_026516.1 
2998293 299981 


ref|NR_026514.1 
33 3002946 Brevib 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026500.1 

3022528 302398 
tinomycetales; C 


ref|NR_026499.1 
3024035 302545 
Enterococcus. 
NR_026496.1 
3 
ridiaceae; 
NR_026493.1 
ridium indolis B 
ref |NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref|NR_026491.1 


m. 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026489.1 


ref|NR_026488.1 


Gordoniacea 
NR_026487.1 


eae; 
ref 


ref |NR_026481.1 
54 3049838 Eremoc 
ref |NR_026471.1 
27 Streptococcus 


ref |NR_026467.1 
11 3070973 Vagoco 


ref|NR_026466.1 
locella palustri 
e; Methylocella 
ref|NR_026465.1 


ey 
ref |NR_026463.1 
bium/Agrobac 
ref|NR_026458.1 

3083185 308466 
rales; Thermoana 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 

Agrobacterium 
8 Agrobacterium 
eae; 


Anoxybacillus 
6 Anoxybacillus 


Brevibacillus 
acillus thermoruber 


Methylosinus sporium 
osinus sporium Bacteria; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Enterococcus 
9 Enterococcus 


Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Clostridium indolis 
acteria; Firmicutes; 


Clostridium 
4 Clostridium 
lostridium. 

Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 
6 Clostridium 
stridium. 

Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Facklamia languida 


68 Facklamia languida Bacteria; 


Eremococcus coleocola 
occus coleocola 


Streptococcus ovis 
ovis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Methylocella palustris 
s Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
Rhizo 


terium group; Rhizobium. 
Thermoanaerobacter 

6 Thermoanaerobacter 

erobacteraceae; 


ref|NR_026457.1 


Paracoccus 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


88610 


denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Bacteria_16S 


Paracoccus. 


88610 


strain 1607-97 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; Aerococcaceae; 


88610 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 30950 
Bacteria; Proteobacteria; Gammaproteobacteria; 


88610 


700631 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


88610 


gifhornensis stra 
gifhornensis Bact 
Micromonosporaceae; 


88610 


strain DSM 11603 
Proteobacteria; Alphaproteobacteria; 


88610 


strain N2 16S rib 
Proteobacteria; Alphaproteobacteria; 


88610 


strain N1 16S rib 
Proteobacteria; Alphaproteobacteria; 


88610 


oxalivorans strai 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


oxalivorans Bacteria; 


88610 


oxalaticus strain 
Bacteria; 


88610 


denitrificans str 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


denitrificans Bac 
Hyphomicrobium. 
88610 Bacteria_16S 


methylovorum stra 


methylovorum Bact 
Hyphomicrobium. 
88610 Bacteria_16S 


zavarzinii strain 


zavarzinii Bacteria; 


88610 


Bacteria_16S 


in HR1- 


16S rib 


osomal 


osomal 


n RAOx- 


RAOx1 


ain DSM 
teria; 


in DSM 
eria; 


ZV-622 
Pro 


3086883 3086838 65 


3091369 3091324 65 


3095887 3095842 65 


3100400 3100355 65 


3103346 3103301 65 


3106353 3106308 65 
3107830 3107785 65 
RNA, 


3109294 3109249 65 
RNA, 


3121430 3121385 65 


Firmicutes; 
3122977 3122932 65 


Bacillales; 
3124474 3124429 65 


3125963 3125918 65 


3127432 3127387 65 


3131829 3131784 65 


Facklamia. 


complete sequence 
Rhodobacterales; Rhodobacter 


complete sequence 
Rhodobacterales; Rhodobacter 


110 


3099595 3101003 Fackl 


110 


2 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Verrucosispora. 


110 


osomal RNA, partial sequence 3105629 31070 


Rhizobiales; Phyllobacteriac 


110 


110 


110 


FS 16S ribosomal RNA, partial sequence 
Bacillales; 


16S ribosomal RNA, partial sequence 31221 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


5458 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


16S ribosomal RNA, partial sequence 
teobacteria; Alphaproteobacteria; 


Aeromonadales; 


plurifarium strain LMG 1 
plurifarium Bacteria; 


Mesorhizobium. 
88610 
strain A901/1 16S 


Bacteria_16S 
ribosomal RNA, 


3134819 31 


1892 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


34774 65 
partial sequence 


Proteobacteria; Alphaproteobacteria; 


88610 


sulfexigens strai 


Bacteria_16S 


sulfexigens Bacteria; 


Desulfocapsa. 


88610 


617-93 16S riboso 
Bacillales; 


88610 


strain 2045-94 16 
Firmicutes; 


88610 


orientis strain D 
Bacteria; 


88610 


guttoideum strain 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


guttoideum Bacteria; 


88610 


thiophila strain 
Bacteria; 


88610 


mathranii strain A3 16S ribosomal RNA, partial sequence 


Bacteria; Thermoanaerobacterales; 


Bacteria_16S 
NZ27 


Bacteria_16S 


Firmicutes; 


n SB164 


S ribos 
Bacillales; 


SM 765 


DSM 40 


Proteobacteria; 


3136353 3136308 65 
Proteobacteria; 


3140848 3140803 65 


mal RNA, partial sequence 
Bacillales Family XI. 


3142407 3142362 65 
3154564 3154519 65 
Clostridia; 


3157742 3157697 65 


3160781 3160736 65 


16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


3174349 3174304 65 


Clostridia; 


Clostridiales; 


Clostridia; 


Pl 16S ribosomal RNA, partial sequence 


Incertae Sedis; 


omal RNA, partial sequence 
Bacillales Family XI. 


16S ribosomal RNA, partial sequence 31537 


24 16S ribosomal RNA, partial sequence 
Firmicutes; 


110 


Desulfuromonadales 


Suc 


gi|219846855 


gi| 219846853 
Actinomy 


gi|219846851 


gi| 219846850 
3107102 31085 


gi| 219846849 
3108566 31099 


gi|219846841 


110 gi| 219846864 |ref 
3 

Rhod 
110 gi| 219846861 |ref 
3090574 3091990 I 

Ignavigranum. 

110 gi|219846858|ref 
79 3 


ref 


ref 


w 


ref 


ref 


ref 


ref 


w 


gi|219846805 


ref 


obacterales; 


amia 


cetales; 


51 Aquamicrobium 
eae; 


; Desulfuromonad 


NR_026456.1 
086162 308755 


NR_026453.1 
gnavigranum 


NR_026450.1 


NR_026447.1 
ignava Bact 


NR_026445.1 
102586 310404 
Micromo 


NR_026443.1 


Aquamicrobi 
NR_026442.1 


Rhodovulu: 
NR_026441.1 


Rhodovulu: 
NR_026433.1 
120644 312214 


Paracoccus 
6 Paracoccus 


Rhodobacteraceae; 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Ruminobacter 


096617 Ruminobacter amylophilus 
cinivibrionaceae; 


Ruminobacter. 
Facklamia ignava ATCC 
eria; Firmicutes; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 
aceae; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
aceae; 


m. 
Ammoniphilus 
0 Ammoniphilus 


Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
110 gi|219846840|ref|NR_026432.1| Ammoniphilus 
91 3123687 Ammoniphilus oxalaticus 
Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
110 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
sequence 3123738 3125183 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; 
110 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
3125234 3126653 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; 
110 gi| 219846837 |ref|NR_026429.1| Hyphomicrobium 
3126704 3128141 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
110 gi|219846834|ref|NR_026426.1| Mesorhizobium 
3131100 3132536 Mesorhizobium 
Rhizobiales; Phyllobacteriaceae; 
110 gi|219846832|ref|NR_026424.1| Paracoccus alkenifer 
3134094 3135501 Paracoccus alkenifer Bacteria; 
Rhodobacterales; Rhodobacteraceae; Paracoccus. 
110 gi|219846831|ref|NR_026423.1| Desulfocapsa 
3135552 3137033 Desulfocapsa 
Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
110 gi| 219846828 |ref|NR_026420.1| Gemella bergeri strain 
3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Gemella. 
110 gi| 219846827 |ref|NR_026419.1| Gemella sanguinis 
3141609 3143118 Gemella sanguinis Bacteria; 
Incertae Sedis; Gemella. 
110 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
64 3155274 Desulfosporosinus orientis 
Peptococcaceae; Desulfosporosinus. 
110 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
3156952 3158446 Desulfotomaculum 
Clostridiales; Lachnospiraceae. 
110 gi|219846815|ref|NR_026407.1| Desulfuromonas 
3159980 3161460 Desulfuromonas thiophila 


aceae; Desulfuromonas. 


NR_026397.1 


Thermoanaerobacter 


3173565 3175071 Thermoanaerobacter mathranii 
Thermoanaerobacteraceae; 


Thermoanaerobacter. 


88610 


strain DSM 11363 
Proteobacteria; Gammaproteobacteria; 


88610 


strain ATCC 70062 
Firmicutes; 


88610 


sibiricus strain 
sibiricus Bacteria; 
Sandaracinobacter. 


88610 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 319956 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Magnetospirillum. 


88610 


strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 


88610 


strain IFO 15498 
Proteobacteria; Alphaproteobacteria; 


88610 


thoraltensis stra 
Bacteria; 


88610 


strain NR-27 16S 
Bacteroidetes; Sphingobacteria; 


88610 


CECT 4600 16S rib 


88610 


glycolicus strain 


Bacteria_16S 
Bacteria_16S 
Bacteria_16S 
Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


glycolicus Bacteria; 
Desulfofustis. 
88610 Bacteria_16S 


strain TagT2C 16S 


88610 


ATCC19120 16S rib 
Bacillales; 


88610 


aeronauticum stra 
aeronauticum Bact 


88610 


strain WV6 16S ri 
Firmicutes; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S rib 


8 16S r 
Lactobacillales; 


RB16-17 
Prot 


Lactobacillales; 


Proteobacteria; 


eria; 


3177433 3177388 65 


3180378 3180333 65 


3197371 3197326 65 


3198852 3198807 65 


3209301 3209256 65 


3210793 3210748 65 


3216867 3216822 65 


3218418 3218373 65 


3227465 3227420 65 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibri 


3238192 3238147 65 


3239690 3239645 65 


3245780 3245735 65 


osomal RNA, partial sequence 
Listeriaceae; 


Listeria. 
3247226 3247181 65 


Firmicutes; 
3248748 3248703 65 


bosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
3250131 3250086 65 


110 


osomal RNA, partial sequence 3176631 31781 
Pseudomonadales; Pseudomonadacea 


110 


ibosomal RNA, partial sequence 
Aerococcaceae; 


16S ribosomal RNA, partial sequence 
eobacteria; Alphaproteobacteria; 


Facklamia. 
110 gi|219846790|ref 
3 
Sphingomonad 
110 gi|219846789|ref 


110 


110 


16S ribosomal RNA, partial sequence 3210062 32115 
Sphingomonadales; Sphingomonadac 


110 


110 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


110 


110 


PerGlyS 16S ribosomal RNA, complete sequence 
Deltaproteobacteria; 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


110 


110 


in DSM 10349 16S ribosomal RNA, partial 
Clostridia; 


110 


Clostridiaceae; Clostridium. 


110 


Clostridiales; 


gi| 219846803 |ref 


gi| 219846801 |ref 


Rhodos 


gi| 219846782 |ref 


ref 


gi|219846781 


gi| 219846776 |ref 


in S69 16S ribosomal RNA, partial sequence 3216071 3217589 Strept 
Streptococcaceae; 


Streptococcu 
gi| 219846775 |ref 


3179583 3181087 Fackla 


196654 319807 


11 Sphingomonas 
Sphingomonadales; Sphingomonadac 


03 Sphingomonas 


NR_026395.1 
e; Pseudomon 
NR_026393.1 
NR_026382.1 
ales; Sphing 
NR_026381.1 
pirillales; 


NR_026374.1 


eae; Sphingo 
NR_026373.1 


eae; Sphingo: 
NR_026368.1 


Ss. 
NR_026367.1 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Facklamia hominis 
mia hominis Bacteria; 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Sphingomonas mali 


mali Bacteria; 


monas. 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Streptococcus 
ococcus thoraltensis 


Thermonema rossianum 


3217640 3219104 Thermonema rossianum Bacteria; 


Flammeovirgaceae; 
gi| 219846769 |ref 


Thermonema. 
NR_026361.1 


Vibrio tapetis strain 


3226672 3228143 Vibrio tapetis Bacteria; 


gi|219846762|ref 
Desulfobact 


gi|219846761|ref 


3238968 3240379 Xanthobacter 


gi|219846757|ref 


3237371 323891 


O°. 
NR_026354.1 
erales; Desu 


NR_026353.1 


NR_026349.1 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 
Xanthobacter. 


Listeria grayi strain 


3244997 3246422 Listeria grayi Bacteria; Firmicutes; 


gi|219846756|ref 
sequence 
Peptoco 


gi|219846755|ref 


3246473 324794 


NR_026348.1 


ccaceae; Des 
NR_026347.1 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Clostridium isatidis 


3247999 3249330 Clostridium isatidis Bacteria; 


gi|219846754|ref 


strain DSM 43678 


Actinobacteria; Actinobacteridae; Actinomycetales; 


88610 
strain DSM 43311 


Bacteria_16S 


3251631 3251586 65 
16S ribosomal RNA, partial sequence 3250880 32523 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 
88610 
strain LMG 2142 1 


Bacteria_16S 


3262149 3262104 65 
6S ribosomal RNA, partial sequence 3261418 32628 


110 


16S ribosomal RNA, partial sequence 3249381 32508 
Streptosporanginea 


gi|219846753 


Streptosporanginea 


gi|219846746 


Proteobacteria; Alphaproteobacteria; 


88610 


88610 


strain L2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; L 


88610 


strain ATCC 13313 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteri 


88610 


strain ATCC 29903 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteri 


88610 


strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 32765 


Firmicutes; Eubacteriaceae; 


88610 


fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 


Bacteria_16S 


3266718 3266673 65 
strain LLAP12 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; 


Sphingomonadales; 
110 gi 


Legionel 


Sp 


la 


les; 


ref 


ref 


ref 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


fimetarium Bacteria; 


Clostridia; 


Firmicutes; 


3268136 3268091 65 


3271242 3271197 65 


3272780 3272735 65 


3275807 3275762 65 


Clostridiales; 
3277326 3277281 65 


Clostridia; 


110 


110 


110 


110 


110 


Clostridiales; 


gi| 219846742 |ref 


NR_026346.1 


e; Streptosp 
NR_026345.1 


e; Streptosp 
NR_026338.1 


eae; Sphingo 
NR_026335.1 


llaceae; Leg 
NR_026334.1 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Sphingomonas trueperi 


78 Sphingomonas trueperi Bacteria; 
hingomonadac 
219846743 
3265947 32672 


monas. 
Legionella drancourtii 


94 Legionella drancourtii LLAP12 
Legione 


ionella. 
Legionella lytica 


3267345 3268825 Legionella lytica Bacteria; 


gi|219846740|ref 


gi|219846739 


ref 


gi| 219846737 |ref 


3270447 3271933 Shigel 


3271984 3273471 Shigel 


egionella. 
NR_026332.1 


aceae; Shige 
NR_026331.1 


aceae; Shige 
NR_026329.1 


gi|219846736|ref 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
Acetobacterium. 


NR_026328.1 


Acetobacterium 


3276555 3278023 Acetobacterium 
Eubacteriaceae; Acetobacterium. 


88610 


paludosum strain 
paludosum Bacteri 


88610 


Bacteria_16S 


a; 
Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 
88610 
carbinolicum stra 


carbinolicum Bacteria; 


ridia; 
Bacteria_16S 

in DSM 2925 16S ribosomal RNA, partial 
Clostridia; 


88610 


wieringae strain 
wieringae Bacteri 


88610 


strain DSM 1030 1 
Firmicutes; 


88610 


strain DSM 10365 
Firmicutes; 


88610 


ruminis strain DS 
Bacteria; 


88610 


strain B 16S ribo 
Clostridia; 


88610 


autotrophicus str 
Bacteria; 


88610 


strain 301 16S ri 


88610 


strain BN6 16S ri 


88610 


strain Z-7491 16S 
Spirochaetes; 


88610 


Bacteria_16S 


a; 
Bacteria_16S 


Clost 
Bacteria_16S 


Clost 
Bacteria_16S 
Bacteria_16S 


Clost 
Bacteria_16S 


Proteob 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Spi 
Bacteria_16S 


ridia; 


ridia; 


Firmicutes; 


rochaetales; 


aotearoense strain JW/SL-NZ613 16S ribosomal RNA, parti 
ria; 
Thermoanaerobacterium. 


aotearoense Bacte 
Incertae Sedis; 
88610 
vinaceum strain D 
vinaceum Bacteria; 
Micromonosporaceae; 
88610 
roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 
88610 
matsuzakiense str 
matsuzakiense Bac 
Micromonosporaceae; 
88610 


Dactylosporangium. 
88610 


Bacteria_16S 
SM 43823 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


Bacteria_16S 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


Bacteria_16S 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Bacteria_16S 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Bacteria_16S 


3278835 3278790 65 


Firmicutes; Clostridia; 
3280354 3280309 65 


Clostridiales; 
3281873 3281828 65 


Firmicutes; 
3283397 3283352 65 


Firmicutes; Clostridia; 
3284922 3284877 65 


Clostridiales; 
3286429 3286384 65 


Clostridiales; 
3297139 3297094 65 


Clostridia; 
3301706 3301661 65 


Blautia. 
3307879 3307834 65 


3309341 3309296 65 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


3312287 3312242 65 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


3316891 3316846 65 


3322961 3322916 65 


Firmicutes; Clostridia; 


3324496 3324451 65 


Dactylosporangium. 
3326023 3325978 65 


3327544 3327499 65 


Dactylosporangium. 


3329063 3329018 65 


3330591 3330546 65 


110 


DSM 8237 16S ribosomal RNA, partial se 
Clostridial 


110 


110 


cl 
110 


DSM 1911 16S ribosomal RNA, partial se 
Clostridial 


110 


110 


110 


M 9787 16S ribosomal RNA, partial sequ 
Clostridiales; 


110 


110 


ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 


110 


110 


Sphingomonadales; 


110 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


Sp 
110 


The 


110 


110 


110 


110 


110 


Rhizobia 


gi 


gi 


gi 


ostrid 


gi 


gi 


gi 


gi 


Lachno 


gi 


gi 


gi 


219846735 

quence 

es; 
219846734 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


Ac 
219846733 
sequence 
iales; 
219846732 
quence 
es; 
219846731 


6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


Ac 
219846730 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridiaceae; 


fon 
219846723 
ence 32963 
spiraceae; 
219846720 


somal RNA, partial sequence 3300930 3302411 Blaut 
ridiales; 


219846716 
ence 33071 
les; 
219846715 


3308619 33100 


gi 


ob 
219846712 


3311548 33129 


gi 


219846709 


3316113 33175 


irocha 
gi 


rmoana 


gi 


gi 


gi 


gi 


gi 


eta. 

219846704 
al sequenc 
erobactera 


219846702 
quence 
tinomyceta 


219846701 
ence 33252 
ales; 


219846700 
al sequenc 
e; 
219846699 
ence 33282 


ales; 


219846698 


strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 33312 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 


strain DSM 43039 


Bacteria_16S 


88610 
strain DSM 43151 


88610 
brasiliensis stra 


3332119 3332074 65 


3333614 3333569 65 


3335108 3335063 65 


Micromonosporaceae; Actinoplanes. 


88610 


Bacteria_16S 


3341149 3341104 65 


DSM 803 16S ribosomal RNA, partial sequence 


Micromonospora. 


110 


110 


110 


110 


gi 


gi 


gi 


219846697 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


omonospori 
219846696 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
in DSM 43805 16S ribosomal RNA, partia 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae 


219846695 
1 sequence 
; Actinomy 


gi 


219846690 


etobacte 


Eub 


etobacte 


acterace 


Sphingomon 


ref 


Eubacteriaceae; 


ref 


ref 


acte 
ref 


Eubacteriaceae; 


ref 


ref 


ref 


ref 


ias 


ref 


ref 


ae; 
ref 


adac 
ref 
ref 

les; 
ref 

les; 


ref 


ref 


ref 


ref 


3278074 32795 


3281102 32825 


3282621 32840 


73 3297834 Pseudo 
Pseudobutyrivib 


57 3308568 Xantho 
Xanthobac 


30 Xanthobacter 


e 3322195 33236 


3323723 33251 


49 3326720 Dacty 
Micromon 


NR_026327.1 
3 
Acetob 
NR_026326.1 


NR_026325.1 
7 
riaceae; Ace 
NR_026324.1 
9 
Acetob 
NR_026323.1 


NR_026322.1 


NR_026315.1 


NR_026312.1 


chinkii Bact 


NR_026308.1 


teraceae; Xa 
NR_026307.1 


Xanthobacte 
NR_026304.1 


eae; Sphingo 
NR_026301.1 


NR_026296.1 
7 


Thermoanaer 


NR_026294.1 
9 


Micromonosp 


NR_026293.1 
1 
osporineae; 


NR_026292.1 


e 3326771 332823 
Actinomycet 


NR_026291.1 


90 3329764 Dactyl 
Micromon 


osporineae; 


Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 
rium. 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 
rium. 


Clostridium pascui 


40 Clostridium pascui Bacteria; 
ostridium. 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia schinkii 
eria; Firmicutes; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


ales; Micromonosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia terevasa 


omonosporineae Hi 


NR_026290.1 
92 Pilimelia terevasa Bacteria; 
Micromonosporaceae; 
ref|NR_026289.1 
10 Pilimelia anulata Bacteria; 


Pilimelia. 
Pilimelia anulata 


neae 
ref 


ref 


ceta 


ref 


00 Actinoplanes 
omonosporineae 


3334351 33357 


; Micromonos 
NR_026288.1 


; Micromonos 
NR_026287.1 
9 


les; Micromo 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


NR_026282.1 


Micromonospora rosaria 


3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


88610 


thailandense DSM 
Bacteria; Actinob 
Dactylosporangium. 


88610 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


88610 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


88610 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


88610 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 


3342676 3342631 65 


3344195 3344150 65 


19 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


3345723 3345678 65 


3347249 3347204 65 


3348775 3348730 65 


3367255 3367210 65 


110 gi|219846689 
33419 

Micr 

110 gi| 219846688 
sequence 33434 


110 


110 


110 


110 


43158 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


813 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


3171 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
Bacteria_16S 


88610 
claviforme strain 


claviforme Bacter 


Streptosporangiaceae; 


88610 


carneum strain DS 
carneum Bacteria; 


Bacteria_16S 


Streptosporangiaceae; 


88610 


album strain DSM 
Bacteria; Actinob 


Bacteria_16S 


Streptosporangium. 


88610 


strain DSM 44015 
Bacteria; Actinob 


88610 


strain ATCC 33048 
Bacteria; 


88610 


rubra strain ATCC 
Bacteria; 
Pseudoalteromonas. 


88610 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas. 


88610 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas. 


88610 


strain ATCC 43992 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycetales; 


teria; 


Streptosporangium. 
3368755 3368710 65 


DSM 44127 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


Streptosporangium. 
3370251 3370206 65 


Streptosporangium. 
3371750 3371705 65 


3380912 3380867 65 


3411262 3411217 65 


Clostridia; 
3420197 3420152 65 


3423159 3423114 65 


Proteobacteria; 


3427601 3427556 65 


3429080 3429035 65 


110 


110 


110 


110 


110 


110 


110 


110 


110 


gi 


partial 


gi 


M 44125 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


gi 


43023 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


complete sequence 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


gi 


29570 16S ribosomal RNA, partial sequence 34194 


Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


gi 


ain NCIMB 1893 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; Alte 


gi 


IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


88610 
strain 


88610 


strain DSM 4954 1 


88610 


strain 6843 DSM 1 


88610 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


88610 


Bacteria_16S 
: DSM43338 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3474218 3474173 65 


3475741 3475696 65 


3478819 3478774 65 


3480269 3480224 65 


3492496 3492451 65 


110 


110 


110 


110 


110 


gi 


16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


gi 


n NCTC 11490 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


gi 


Micr 


219846687 
33449 
Micr 


219846686 
33464 
Micr 


219846685 
33480 
Micr 


219846672 
Actinomyc 


219846671 
sequence 
Actinomyce 


219846670 


219846669 
33709 
Stre 


219846662 
33801 
Cory 
219846637 
34104 


219846631 


219846629 


219846626 
equence 
Alteromo 


219846625 
34282 
hewanellac 
219846593 
34734 


219846592 


219846590 


219846589 
sequence 
Actinomyc 


ref|NR_026281.1| Dactylosporangium 
03 3343371 Dactylosporangium thailandense 
omonosporineae; Micromonosporaceae; 


ref|NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 
omonosporineae; Micromonosporaceae; 


ref|NR_026279.1| Micromonospora 
50 3346425 Micromonospora aurantiaca 
omonosporineae; Micromonosporaceae; 


ref|NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


etales; 


ref 


ref|NR_026264.1 
3366504 336795 
Streptos 


NR_026263.1 


Streptosporangium 


3 Streptosporangium 
porangineae; 


Streptosporangium 


3368004 3369448 Streptosporangium 
tales; Streptosporangineae; 


ref|NR_026262.1| Streptosporangium 
3369499 3370948 Streptosporangium 


es; Streptosporangineae; 


ref 


NR_026261.1 


Streptosporangium 


99 3372445 Streptosporangium album 
ptosporangineae; Streptosporangiaceae; 
ref|NR_026254.1| Gordonia hydrophobica 


49 3381618 Gordonia hydrophobica 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_026229.1| Dialister pneumosintes 
52 3411955 Dialister pneumosintes 
Dialister. 
ref|NR_026223.1| Pseudoalteromonas 
18 3420843 Pseudoalteromonas rubra 
seudoalteromonadaceae; 


ref|NR_026221.1| Pseudoalteromonas 
ce 3422380 3423810 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_026218.1| Pseudoalteromonas 
3426820 3428242 Pseudoalteromonas 
nadales; Pseudoalteromonadaceae; 


ref|NR_026217.1| Shewanella benthica 
93 3429730 Shewanella benthica Bacteria; 
eae; Shewanella. 
ref|NR_026185.1] Rhodococcus ruber 
44 3474924 Rhodococcus ruber Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_026184.1| Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_026182.1| Actinomyces georgiae 
43 Actinomyces georgiae Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026181.1| Actinomyces 

3479494 3480915 Actinomyces 
etales; Actinomycineae; 


219846581 


chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 


ref|NR_026173.1| Mycobacterium 
3491744 3493209 Mycobacterium 


chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


88610 


strain DSM 6736 1 
Firmicutes; 


88610 


homopropionicum s 
homopropionicum B 


88610 
DSM 


88610 


strain DSM 286 16 
Firmicutes; 


88610 


pseudalcaliphilus 
pseudalcaliphilus 


88610 


strain DSM 8723 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 


88610 


strain DSM 8722 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 


88610 


strain DSM 8721 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 


88610 


strain DSM 8720 16S ribosomal RNA, 


Firmicutes; Bacillales; 


88610 


strain DSM 8716 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 


88610 


strain DSM 8715 16S ribosomal RNA, complete sequence 


Firmicutes; Bacillales; 


88610 
DSM 


88610 


paraputrificum st 
paraputrificum Ba 


88610 


strain Milford 74 


88610 


strain ATCC 15338 


88610 


strain 717 16S ri 


316 16S ribos 
Clostridia; 


6307 16S ribo 
Bacillales; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria _16S 


Bacteria _16S 


Bacteria _16S 


Bacteria _16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


acteria; 


Clostridiales; 


somal RNA, 
Bacillaceae; 


3528793 3528748 65 


Clostridiales; 
3530291 3530246 65 


Firmicutes; 
3531819 3531774 65 


omal RNA, partial sequence 
Clostridiaceae; 


3533265 3533220 65 


Clostridiales; 
3534812 3534767 65 


Firmicutes; 
3536379 3536334 65 


Bacillaceae; 
3537937 3537892 65 


Bacillaceae; 
3539506 3539461 65 


Bacillaceae; 
3541078 3541033 65 


Bacillaceae; 
3542635 3542590 65 


Bacillaceae; 
3544189 3544144 65 


Bacillaceae; 
3545745 3545700 65 


Bacillus. 
3550344 3550299 65 


rain ATCC 25780 16S ribosomal 
cteria; 


Firmicutes; 
3558121 3558076 65 


3559601 3559556 65 


3561116 3561071 65 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
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thermopalmarium B 


Bacteria_16S 
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acteria; Gammaproteobacteria; 
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NR_026148.1 
tridiaceae; 
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gi 
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Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus clausii 


42 Bacillus clausii Bacteria; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 
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Clostridium 
2 3551038 Clostridium 
lostridium. 

Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
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Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
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Clostridium 
5 Clostridium 
Clostridium. 
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Clostridium puniceum 
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ridia; Clostridiales; 


Clostridiaceae; 


Clostridium. 
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Sinorhizobium. 
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strain DSM 50071 
Bacteria; Proteo 
88610 
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tamworthensis Ba 
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Amaricoccus 
6 Amaricoccus 


dobacteraceae; 
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69 Microtetraspora fusca Bacteria; 
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monosporineae; 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Actinomadura 
0 Actinomadura 
tosporangineae; 
Microbispora rosea 
5 Microbispora rosea 
osporangineae; 


Nonomuraea recticatena 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


orangiaceae; Nonomuraea. 
Microtetraspora fusca 


orangiaceae; 
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Nonomuraea angiospora 
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88610 Bacteria_16S 3737892 3737847 65 110 gi|219846409 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
88610 Bacteria_16S 3739356 3739311 65 110 gi| 219846408 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
88610 Bacteria_16S 3742284 3742239 65 110 gi| 219846406 
strain T/457 16S ribosomal RNA, partial sequence 3741557 37429 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Microtetraspora. 

88610 Bacteria_16S 3745212 3745167 65 110 gi|219846404 
strain 104 16S ribosomal RNA, partial sequence 3744485 37458 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
88610 Bacteria_16S 3746673 3746628 65 110 gi| 219846403 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
88610 Bacteria_16S 3748136 3748091 65 110 gi|219846402 
strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
88610 Bacteria_16S 3751203 3751158 65 110 gi| 219846398 
ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae 
88610 Bacteria_16S 3752717 3752672 65 110 gi| 219846397 
strain 275c 16S ribosomal RNA, partial sequence 3751943 37534 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

88610 Bacteria_16S 3758765 3758720 65 110 gi| 219846393 
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bosomal RNA, partial sequence 
ridia; Clostridiales; 
3834380 3834335 65 110 
ridiales; Ruminococcaceae; 
3843492 3843447 65 110 
; Bacteroidetes; Flavobacteria; 
3846503 3846458 65 110 
in 3-7-6 16S ribosomal RNA, 


ed fever group. 
3847993 3847948 65 110 
acteria; Alphaproteobacteria; 
up. 

3849483 3849438 65 110 
ibosomal RNA, partial sequence 


3858558 3858513 65 
osomal RNA, partial sequence 


110 


ain JT-3 16S ribosomal RNA, 


ammaproteobacteria; Pseudomonadales; P 


sequence 
Carnobacteriaceae; 


Heliobacteriaceae; 


complete s 
eria; Proteobacteria; Alphaproteobacte 


1 16S ribosomal RNA, partial sequence 
Ricketts 


icutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


partial sequ 


gi| 219846356 
3809177 38107 


219846355 
38107 


gi 


gi|219846354 


RNA, p 
gi|219846342 
3829173 38306 


gi| 219846339 


somal RNA, partial sequence 3833603 3835009 Ruminococ 
Ruminococcu 


Ss. 
219846333 
equence 
acteriales 
219846331 
equence 
ria; 


gi 


Flavob 
gi 


219846330 
38472 
les; Ric 


gi 
ia 
gi|219846329 
3848728 38501 


gi| 219846323 
3857775 38592 


ence 


thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacte 


Thermoanaerobacte 
88610 
brockii subsp. 


Thermoanaerobacte 
88610 
metallireducens s 
metallireducens B 
Geobacter. 

88610 
strain F9251 16S 


88610 
strain B9 16S rib 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Yr. 


3883128 3883083 65 110 


gi|219846307 


finnii strain AKo-1 16S ribosomal RNA, partial sequenc 
Firmicutes; 


Thermoanaerobacter brockii subsp. finnii Bacteria; 

rales; Thermoanaerobacteraceae; Thermoanaerobact 

3886245 3886200 65 110 gi| 219846305 

train GS-15 16S ribosomal RNA, partial sequence 

acteria; Proteobacteria; Deltaproteobacteria; De 

3893960 3893915 65 110 gi| 219846299 

ribosomal RNA, partial sequence 3893217 38946 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
3898622 3898577 65 110 gi|219846296 

osomal RNA, partial sequence 3897893 38992 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
3901551 3901506 65 110 gi|219846294 


88610 
strain IFO 15474 


Herbidospora. 
88610 
amylolyticus stra 
amylolyticus Bact 
88610 
oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3904651 3904606 65 110 
in NRRL NRS-290 16S ribosomal 
eria; Firmicutes; Bacillales; 
3906192 3906147 65 110 
ain L-1 16S ribosomal RNA, 
teria; Proteobacteria; 


88610 


Bacteria_16S 


3912283 3912238 65 110 


RNA, parti 
Paenibac 


complete sequ 
Gammaproteobacter 


16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporang 


219846292 
al seque 
illaceae; 
219846291 
ence 
ia; 


gi 


gi 


Pseu 


gi| 219846286 


oligotrophica strain S58 16S ribosomal RNA, partial sequence 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 


seudomonadaceae; 


Carnobacter 


artial sequenc 
Gammaproteobacteria; 


Heliobacter 


Rickettsi 


kettsiaceae; 


ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
Pseudomonas. 

ref|NR_025946.1| Carnobacterium 

56 3812276 Carnobacterium funditum 

ium. 
NR_025945.1| Aeromonas 

e 3812327 3813828 Aeromonas 
Aeromonadales; Aeromonadaceae; 


ref 


ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 

ium. 
NR_025929.1 
cus albus 7 


ref Ruminococcus albus 


Bacteria; Firmicutes; 


ref |NR_025923.1 
3842717 384417 
; Flavobacteriac 
ref|NR_025921.1| Rickettsia 
3845748 3847187 Rickettsia 
ales; Rickettsiaceae; Rickettsieae; 


Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 


ref|NR_025920.1| Rickettsia montanensis 
38 3848677 Rickettsia montanensis 
kettsiaceae; Rickettsieae; Rickettsia; 


ref|NR_025919.1| Rickettsia massiliae 
67 Rickettsia massiliae Bacteria; 
Rickettsieae; Rickettsia; spotted 


ref|NR_025913.1| Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


3872251 3872206 65 110 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 
3873838 3873793 65 110 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
3881556 3881511 65 110 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 


3880766 3882287 Thermoanaerobacter 
rales; Thermoanaerobacteraceae; 


ref|NR_025897.1| Thermoanaerobacter 
e 3882338 3883860 


Clostridia; 


er. 
ref|NR_025895.1] Geobacter 

3885428 3886973 Geobacter 
sulfuromonadales; Geobacteraceae; 
ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref|NR_025886.1| Ahrensia kielensis 
99 Ahrensia kielensis Bacteria; 
aceae; Ahrensia. 
ref|NR_025884.1| Herbidospora cretacea 
68 Herbidospora cretacea Bacteria; 
ineae; Streptosporangiaceae; 
ref|NR_025882.1| Paenibacillus 
nce 3903834 3905341 Paenibacillus 
Paenibacillus. 
ref|NR_025881.1| Pseudomonas 


3905392 390691 
domonadales; 


8 Pseudomonas 
Pseudomonadaceae; 


ref|NR_025876.1| Agromonas 
3911550 3912857 Agromonas 


88610 
okeanokoites stra 
okeanokoites Bact 
88610 
thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 
88610 
strain DM-82 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3930644 3930599 65 110 gi 
in IFO 12536 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; 
3936487 3936442 65 110 
in THI 011 16S ribosomal RNA, 


gi 
partial 


3937921 3937876 65 110 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


88610 
extorquens strain 
extorquens Bacter 
Methylobacterium. 
88610 
strain BN 126 16S 


Bacteria_16S 


Bacteria_16S 


3939358 3939313 65 
TK 0001 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteria; 


110 gi 


3940813 3940768 65 110 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobi 


88610 
strain DSS12 16S 
Proteobacteria; 

88610 
sulfidophilum str 
Bacteria; Proteob 
88610 
strain MB-G2 16S 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3951095 3951050 65 110 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; She 
3954130 3954085 65 110 gi 
ain W4 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhodobacte 
3955569 3955524 65 110 gi 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


88610 
laevolacticus str 
laevolacticus Bac 
88610 
IAM 12464 16S rib 
Bacillales; Bacil 
88610 
capsulatum strain 


capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Novosphingobium. 

88610 Bacteria_16S 3967590 3967545 65 110 gi| 219846247 |ref|NR_025837.1 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium 


Proteobacteria; A 
88610 
strain NCIMB 1176 
Bacteria; Proteob 
88610 
salexigens strain 
Bacteria; Proteob 
88610 
rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3958555 3958510 65 
ain M-8 16S ribosomal RNA, complete sequ 
teria; Firmicutes; Bacillales; Sporolact 
3960088 3960043 65 110 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 

3966077 3966032 65 110 gi 
GIFU 11526 16S ribosomal RNA, partial s 


110 gi 


lphaproteobacteria; Rhizobiales; Phyllob 
3969093 3969048 65 110 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospiri 
3970542 3970497 65 110 gi 
WS 68 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhodobacte 
3974920 3974875 65 110 gi 
IAM 14222 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 


88610 


centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodosp 
Rhodospirillum. 
88610 Bacteria_16S 3980490 3980445 65 110 gi|219846238|ref|NR_025828.1 


strain gal 1261 1 
Proteobacteria; A 
88610 
strain CL-SP19 16 
Proteobacteria; G 
88610 
strain KMM 6020 1 
Bacteroidetes; Fl 


Bacteria_16S 
centenum strain IAM 14193 16S ribosomal RNA, partial sequ 


Bacteria_16S 


Bacteria_16S 


3977827 3977782 65 110 


gi 


lphaproteobacteria; Rhizobiales; Rhizobi 
3983521 3983476 65 110 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Idi 
3987979 3987934 65 110 gi 


Flavobact 


219846274 
Planococcaceae; 
219846268 
sequence 

eria; Proteobacteria; Alphaproteobacteria; 


219846267 
3937190 39385 


219846266 
complete sequence 

219846265 
3940082 39414 


219846258 
3950287 39517 


219846256 
ce 3953399 3954787 Rhodovulum sulfidophilum 


219846255 
3954838 39562 


219846253 
219846252 
3959295 39607 


219846248 


219846246 
219846245 


219846242 


219846240 


6S ribosomal RNA, partial sequence 3979744 39812 


219846236 
3982735 39841 


219846233 
6S ribosomal RNA, partial sequence 3987206 39886 


ref |NR_025864.1 
sequence 3929851 393132 
Planomicrobium. 
ref |NR_025858.1 

3935756 393713 
Rhodobacterales; 
ref|NR_025857.1 
dobacteraceae; Paracoccu 
ref|NR_025856.1 

3938625 394003 
Rhizobiales; Methylobac 


ref|NR_025855.1 


Afifella. 
ref |NR_025848.1 


aceae; 


Shewanella. 
NR_025846.1 


wanellaceae; 
ref 
rales; Rhodobacteraceae 
ref|NR_025845.1 
dobacteraceae; Rhodovulu 
ref|NR_025843.1 
ence 3957761 395924 
obacillaceae; Sporolacto 
ref|NR_025842.1 


ref |NR_025838.1 


equence 3965346 396678 


acteriaceae; Mesorhizobi 
ref|NR_025836.1 
3968366 3969766 Phaeos 
llales; Rhodospirillacea 
ref|NR_025835.1 
17 3971134 Rhodot 
a 


ce 39698 
rales; Rhodobacteraceae 
ref |NR_025832.1 
equence 3974188 397555 


Rhizobiales; Rhizobiace 


ref|NR_025830.1 


ence 3977072 397838 


Rhizobium/Agrobac 
ref |NR_025826.1 


aceae; 


Idiomarina. 
NR_025823.1 


omarinaceae; 
ref 


77 Bacillus firmus Bacteria; 


avobacteria; 


Flavobacteriales; 


88610 


strain GS5-97 16S 
Firmicutes; 


88610 


strain SW-161 16S 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


3993906 3993861 65 


Bacillaceae; 
3995376 3995331 65 


3996867 3996822 65 


110 


ribosomal RNA, partial sequence 
Geobacillus. 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


110 


gi 


3993148 39945 


gi 


3994645 39960 
Sphingomonadales; 


gi 


219846229 


219846228 


Erythrobac 
219846227 


Aquimarina. 


ref |NR_025819.1 


ref |NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025817.1 


seohaensis strain SW-135 16S ribosomal RNA, partial sequence 


seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Erythrobacter. 


Planomicrobium 
2 Planomicrobium 


Paracoccus 
9 Paracoccus 


Rhodobacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Rhodovulum 


Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 

Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Bacillus firmus strain 
Firmicutes; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Mesorhizobium loti 

loti Bacteria; 

um. 

Phaeospirillum fulvum 

pirillum fulvum 

e; Phaeospirillum. 

Rhodothalassium 

halassium salexigens 
Rhodothalassium. 
Agrobacterium 

6 Agrobacterium 

ae; 


Rhodospirillum 
6 Rhodospirillum 


irillaceae; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 
eriaceae; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 


3996136 399757 


Erythrobacter 
9 Erythrobacter 


Sphingomonadales; Erythrobacteraceae; 


88610 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


88610 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


88610 


lipolyticum strai 
Bacteria; 


88610 


strain 848 16S ri 


88610 


strain R22 16S ri 


88610 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


88610 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


88610 


strain HY-35-12 1 
Firmicutes; 


88610 


strain SW-120 16S 


88610 


strain SW-117 16S 


88610 


aquimaris strain 
Bacteria; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Clostridia; 


3998361 3998316 65 


4001283 4001238 65 


4002834 4002789 65 


4008864 4008819 65 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


4010398 4010353 65 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


4019418 4019373 65 


4020964 4020919 65 


4025468 4025423 65 


Clostridiales; 


4028547 4028502 65 


4030096 4030051 65 


4036238 4036193 65 


4040776 4040731 65 


110 


110 


110 


n M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


110 


110 


110 


110 


110 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


110 


110 


gi| 219846226 


n SW-132 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


gi| 219846224 


SW-151 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


gi| 219846223 


SW-156 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


gi| 219846209 


SW-145 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


gi| 219846206 


6S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 


gi|219846204 
4027757 40292 


gi| 219846203 
4029306 40308 


gi|219846199 


SW-110 16S ribosomal RNA, partial sequence 40355 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


gi| 219846196 


Sphingomonadales; 


Sphingomonadales; 


Alteromonadales; 


Alteromonadales; 


ref |NR_025816.1 
3997630 399906 


ref|NR_025814.1 
4000552 400199 


ref |NR_025813.1 


Altero 


ref|NR_025799.1 
4020178 402167 
Altero 


ref|NR_025796.1 


ref|NR_025794.1 
Shewanella. 
ref|NR_025793.1 
Shewanella. 
ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025786.1 


Porphyrobacter 
9 Porphyrobacter 


Erythrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 


Sphingomonadaceae; 


Photobacterium 


4002046 4003543 Photobacterium lipolyticum 


Vibrionales; Vibrionaceae; Photobacterium. 
gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
4008054 4009559 Aeromonas molluscorum Bacteria; 

omonadaceae; Aeromonas. 
gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
4009610 4011068 Idiomarina ramblicola Bacteria; 
Idiomarina. 
gi|219846210|ref|NR_025800.1| Marinobacter 
4018632 4020127 Marinobacter 


monadaceae; 
Marinobacter 
2 Marinobacter 


monadaceae; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 
Clostridium. 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 
Alteromonadales; Shewanellaceae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Bacillus fordii strain 


R-7190 16S ribosomal RNA, partial sequence 
Bacillaceae; 
Bacteria_16S 


Bacillales; 
88610 


Bacillus. 
4043766 4043721 65 


110 gi 


stackebrandtii strain K22-03 16S ribosomal RNA, partial s 


stackebrandtii Bacteria; 
Bacteria_16S 
HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
Bacteria_16S 


88610 


88610 
vulcanalis strain 
Bacteria; 
88610 
maritimus strain 
Bacteria; 
88610 
strain SGT-108 16 


Proteobacteria; Gammaproteobacteria; Legionellales; 
Bacteria_16S 


88610 
strain SGT-39 16S 


Proteobacteria; Gammaproteobacteria; Legionellales; 
Bacteria_16S 
saccharolytica strain BOR-Y 16S ribosomal RNA, 
saccharolytica Bacteria; 


88610 


Soehngenia. 
88610 
strain AS 4.1860 


Bacteria_16S 


Planococ 
gi 


Firmicutes; Bacillales; 
4046801 4046756 65 110 


4048349 4048304 65 110 gi 
Al 


4057210 4057165 65 110 gi 


S ribosomal RNA, partial sequence 
Coxie 
4069352 4069307 65 110 gi 
ribosomal RNA, partial sequence 
Coxie 
gi 
partial 
Clostridia; 


4072333 4072288 65 110 
se 
Firmicutes; 
4075357 4075312 65 


110 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


88610 
sanguinis strain 


sanguinis Bacteria; 
Bacteria_16S 


88610 
strain PAT 05 16S 
Firmicutes; Bacil 


Bacteria_16S 


4083144 4083099 65 110 gi 
2301083 16S ribosomal RNA, partial seque 
Firmicutes; Bacillales; Paenibacillac 
4102583 4102538 65 110 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


CsHg2 16S ribosomal RNA, partial sequen 
Firmicutes; Bacillales; Alicyclobacillaceae; 
Bacteria_16S 


Clostrid 


ce 40 
icycl 


4067035 40 


llace 


llace 


quenc 
iales 


16S ribosomal RNA, partial sequence 4074613 40 


bacte 


nce 
eae; 


4039998 4041459 Bacillus 


219846191 
equence 
caceae; 
219846189 
4045996 4047515 Vi 


219846188 


TF-17 16S ribosomal RNA, partial sequence 40564 
Proteobacteria; Gammaproteobacteria; Alteromonadales 
Bacteria_16S 4067812 4067767 65 110 gi| 219846174 


685 
ae; 


219846173 
4068567 40 


700 
ae; 


219846171 


e 


219846169 


760 


brio ezurae Bacteria; 


; Alteromonadaceae 


; Clostridiales Family XI. 


rineae; 
219846164 


Paenibacillus. 
219846151 
4101786 4103187 Bacillus patagoniensis Bacteria; 


fordii Bacteria; Firmicutes; 


ref|NR_025781.1] Planococcus 
4042976 4044439 Planococcus 
Planococcus. 
ref|NR_025779.1| Vibrio ezurae strain 
Proteobacteria; 
ref 


NR_025778.1| Alicyclobacillus 


47566 4049023 Alicyclobacillus vulcanalis 
obacillus. 
219846182 


ref|NR_025772.1| Microbulbifer 
29 4057918 Microbulbifer maritimus 
; Microbulbifer. 


ref|NR_025764.1| Aquicella siphonis 
16 Aquicella siphonis Bacteria; 
Aquicella. 

ref|NR_025763.1| Aquicella lusitana 
48 Aquicella lusitana Bacteria; 
Aquicella. 

ref|NR_025761.1| Soehngenia 


4071551 4073044 Soehngenia 
Incertae Sedis; 


ref|NR_025759.1| Nocardia xishanensis 
23 Nocardia xishanensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_025754.1| Paenibacillus 
4082348 4083822 Paenibacillus 


ref 


NR_025741.1| Bacillus patagoniensis 


88610 
HT 2-1 16S riboso 
Gammaproteobacter 
88610 
strain PS-1 16S r 
Tenericutes; Moll 
88610 
strain A828 16S r 


Proteobacteria; Alphapro 
Bacteria_16S 


88610 
strain HD9 16S ri 


Actinobacteria; Actinoba 
Bacteria_16S 


88610 
strain DSAl1 16S r 


Actinobacteria; Actinoba 
Bacteria_16S 


88610 
strain KMM 3912 1 
Bacteroidetes; Fl 
88610 
strain W4937 16S 


Actinobacteria; Actinoba 
Bacteria_16S 


88610 
strain ON59 16S r 
Firmicutes; Lacto 
88610 
campisalis strain 
Bacteria; Firmicu 
88610 
haeundaensis stra 
haeundaensis Bact 
Paracoccus. 

88610 
strain KMM 3809 1 
Proteobacteria; G 
88610 
strain 1843-02 16 
Firmicutes; Lacto 
88610 
nitratireducens s 
nitratireducens B 
88610 
strain KMM 3823 1 
Proteobacteria; G 
88610 
strain G3-29 16S 
Proteobacteria; 
88610 
lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 
88610 
strain ATCC 29799 
Bacteria; Bactero 
88610 
strain G2 16S rib 
Firmicutes; Bacil 
88610 
ehimensis strain 
ehimensis Bacteri 
88610 
thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 
88610 
salicampi strain 
Bacteria; Firmicu 
88610 
strain N-3 16S ri 
Firmicutes; Bacil 
88610 


G 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


4104026 4103981 65 
mal RNA, partial sequence 410 
ia; Vibrionales; Vibrionaceae; 
4107115 4107070 65 110 
ibosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acho 
4108585 4108540 65 110 
ibosomal RNA, partial sequence 
teobacteria; Rhizobiales 
4110076 4110031 65 110 
bosomal RNA, partial sequence 
cteridae; Actinomycetale 
4111642 4111597 65 110 
1 RNA, partial sequence 
cteridae; Actinomycetale 
4114712 4114667 65 110 
6S ribosomal RNA, partial seque 
avobacteria; Flavobacteriales; 
4116094 4116049 65 110 
ribosomal RNA, partial sequence 
cteridae; Actinomycetale 
4117670 4117625 65 110 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
4131382 4131337 65 
SF-57 16S ribosomal RNA, parti 
tes; Bacillales; Planococcaceae 
4134450 4134405 65 110 
171 16S ribosomal RNA, p 
roteobacteria; Alphaprot 


110 


ibosoma 


s 
110 


in BC74 
eria; P 


4169938 4169893 65 
6S ribosomal RNA, partial seque 
ammaproteobacteria; Alteromonad 
4171519 4171474 65 110 
S ribosomal RNA, partial sequen 
bacillales; Enterococcaceae; Va 
4173044 4172999 65 110 
train Met 79 16S ribosomal RNA, 
acteria; Firmicutes; Clostridia 
4179170 4179125 65 110 
6S ribosomal RNA, partial seque 
ammaproteobacteria; Alteromonad 
4186789 4186744 65 110 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales 
4191398 4191353 65 110 
n SM-19 16S ribosomal RNA, part 
ria; Proteobacteria; Gammaprote 


110 


4192920 4192875 65 110 

16S ribosomal RNA, partial seq 
idetes; Bacteroidia; Bacteroida 
4197427 4197382 65 110 
osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacill 
4198845 4198800 65 110 
KCTC 3748 16S ribosomal RNA, pa 
a; Firmicutes; Bacillales; Paen 
4207879 4207834 65 110 
strain 41 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostrid 
ella. 


4209403 4209358 65 110 
SF-20 16S ribosomal RNA, partia 
tes; Bacillales; Bacillaceae; L 
4212460 4212415 65 110 
bosomal RNA, complete sequence 
lales; Bacillaceae; Geobacillus 
4220144 4220099 65 110 


lactatifermentans strain G17 16S ribosomal RNA, partial sequence 


lactatifermentans 


Bacteria; Firmicutes; Clostrid 


Vibrio gallicus strain 
ria; Proteobacteria; 


Acholeplasma pleciae 


18 Acholeplasma pleciae Bacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Streptococcus minor 
minor Bacteria; 


Marinibacillus 
bacillus campisalis 


Paracoccus 
3 Paracoccus 


obacteraceae; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Bacteroides capillosus 
oides capillosus 


Anoxybacillus gonensis 
gonensis Bacteria; 


Paenibacillus 
0 Paenibacillus 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Lentibacillus 
acillus salicampi 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


gi|219846150|ref|NR_025740.1 
3238 4104753 Vibrio gallicus Bacte 
Vibrio. 
gi|219846148|ref|NR_025738.1 
4106362 41078 
leplasmataceae; Acholeplasma. 
gi| 219846146 |ref|NR_025736.1 
4107869 41092 
; Bartonellaceae; Bartonella. 
gi| 219846145 |ref|NR_025735.1 
4109294 41108 
s; Propionibacterineae; Nocardioi 
gi|219846144|ref|NR_025734.1 
4110861 41123 
s; Propionibacterineae; Nocardioi 
gi|219846141|ref|NR_025731.1 
nce 4113936 41153 
Flavobacteriaceae; Ulvibacter. 
gi|219846140|ref|NR_025730.1 
4115405 41168 
s; Corynebacterineae; Nocardiacea 
gi|219846139|ref|NR_025729.1 
4116858 4118354 Streptococcus 
treptococcus. 
gi|219846126|ref|NR_025716.1 
al sequence 4130588 4132093 Marini 
; Marinibacillus. 
gi|219846124|ref|NR_025714.1 
artial sequence 4133716 413512 
eobacteria; Rhodobacterales; Rhod 
gi|219846100|ref|NR_025690.1 
nce 4169129 4170664 Marinobacter 
ales; Alteromonadaceae; Marinobac 
gi|219846099|ref|NR_025689.1 
ce 4170715 41722 
gococcus. 
gi|219846098|ref|NR_025688.1 
partial sequence 4172278 417374 
; Clostridiales; Eubacteriaceae; 
gi|219846094|ref|NR_025684.1 
nce 4178357 41798 
ales; Shewanellaceae; Shewanella. 
gi| 219846085 |ref|NR_025675.1 
4186000 41874 
; Vibrionaceae; Vibrio. 
gi| 219846081 |ref|NR_025671.1 
ial sequence 4190616 419208 
obacteria; Alteromonadales; Alter 
gi|219846080|ref|NR_025670.1 
uence 4192139 4193621 Bacter 
les; Bacteroidaceae; Bacteroides. 
gi| 219846077 |ref|NR_025667.1 
4196627 4198008 Anoxybacillus 
us. 
gi|219846076|ref|NR_025666.1 
rtial sequence 4198059 419951 
ibacillaceae; Paenibacillus. 
gi|219846070|ref|NR_025660.1 
artial sequence 4207086 420854 
ia; Clostridiales; Clostridiales 
gi| 219846069 |ref|NR_025659.1 
1 sequence 4208591 4210111 Lentib 
entibacillus. 
gi| 219846067 |ref|NR_025657.1 
4211641 42131 
gi|219846061|ref|NR_025651.1 
4219342 422083 
ia; Clostridiales; Clostridiaceae 


Clostridium 
8 Clostridium 
Clostridium. 


v 


88610 


Bacillales; 


88610 


88610 


88610 


88610 


Bacteria; 


88610 


88610 


88610 


Ruegeria. 
88610 


koreensis strain 


Bacteria; 
88610 


88610 


88610 
Bacillales; 


88610 


88610 


88610 


88610 


88610 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 
Bacteria_16S 
strain HKI0088 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 
dassonvillei subsp. 


88610 


88610 


Actinomycetales; 


88610 
G33 


88610 


Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 
Bacillaceae; 
Bacteria_16S 
strain 34633 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
Bacteria_16S 
strain Y12-2 16S 
Bacteroidetes; 
Bacteria_16S 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16 
Desulfotomaculum thermobenzoicum subsp. 
Clostridiales; 
Bacteria_16S 
hispanicum strain 
Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
marimammalium strain M54/01/1 16S ribosomal RNA, partia 
marimammalium Bacteria; 
Bacteria_16S 

strain U 5/41 16S 
Proteobacteria; 
Bacteria_16S 
lacuscaerulensis 
lacuscaerulensis 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 

aquiterrae strain 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioides. 
Bacteria_16S 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partia 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteri 
Nocardioidaceae; 
Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 
Bacillaceae; 
Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
Bacteria_16S 
aurantiacus strain BC361 16S ribosomal RNA, partial seq 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; 
Bacteria_16S 
strain JC2056 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Bacteria_16S 
ganghwensis strain JC2055 16S ribosomal RNA, partial se 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; 
Bacteria_16S 


Bacteria_16S 
16S ribosomal 
Actinobacteridae; 
Bacteria_16S 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 


4221691 4221646 65 110 gi 
Anaerobacillus. 
4223137 4223092 65 110 


ribosomal RNA, partial sequence 


gi 


4226209 4226164 65 110 
ribosomal RNA, partial sequence 
Flavobacteria; Flavobacteriales; 
4230702 4230657 65 110 


gi 


Flavoba 
gi 


Peptococcaceae; Desulfotomaculum. 

4239751 4239706 65 110 gi 
GP34 16S ribosomal RNA, partial seque 
Rhizobia 
4242718 4242673 65 110 gi 
st 
gi 


Firmicutes; Lactobacillales; 
4245740 4245695 65 110 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
259505 259461 65 109 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


899253 899209 66 110 gi 
Y¥C300 16S ribosomal RNA, partial seque 
Bacillales; Paenibacillaceae; Pae 
2099910 2099866 65 109 gi 
GW-9 16S ribosomal RNA, partial seque 


2656952 2656908 65 109 gi 


Nocardioides. 


2698846 2698802 66 110 gi 
Bacillus. 


2935313 2935269 66 110 gi 


3012720 3012676 65 109 gi 


Marmoricola. 
4049831 4049787 65 
ribosomal RNA, partial sequence 


109 gi 


4051263 4051219 65 109 gi 


Nocardioides. 
43061 43018 65 108 gi 
strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 
65929 65886 65 


108 gi 


85347 85304 65 108 gi 
dassonvillei strain IMRU 509 16S ri 


Streptosporangineae; Nocardiopsaceae; 
109737 109694 65 108 gi 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


219846060 
4220889 4222400 Bacillus 


219846056 
4222451 42238 
rhizobiaceae; 
219846051 
4225434 42268 
cteriaceae; 
219846048 


219846042 
nce 
les; Methylobacteriaceae; 
219846040 


reptococcaceae; 
219722938 
4244934 42463 


265678889 
tial sequence 
acteria; Rhodobacterales; 


265678445 
nce 
nibacillus. 
219878122 
nce 
ales; 


219857219 
dae; 


219857189 
2698052 2699555 Bacillus 


219856833 
artial sequence 
bacteria; 
219846915 
uence 


219846187 
4049074 4050453 Nocardioides 
ionibacterineae; 
219846186 
quence 


265679035 
idae; Actinomycetales; 


265679020 
65168 
ococcineae; 
265679006 
bosomal RNA, partial seque 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
265678989 
108968 110448 Kocuria varians Bacte 
ococcaceae; 
265678984 


117552 117509 65 108 gi 


ref |NR_025650.1 


macyae Bacte 
ref |NR_025646.1 
Afipia. 
ref|NR_025641.1 
Aequorivita. 
ref|NR_025638.1 
ribosomal RNA, partial s 


ref |NR_025632.1 
4239011 4240418 Methyl 


ref|NR_025630.1 

4241925 424342 
Streptococ 
NR_024570.1 


sequence 


ref 


Enterobacteriaceae; Esche 
ref|NR_029197.1 
258782 


ref|NR_028747.1 
898427 899962 Paenib 


ref|NR_025261.1 
2099138 2100621 Nocard 
Propionibacterineae; 


ref |NR_024847.1 
sequence 2656189 265766 
Actinomycetales; Prop 
ref|NR_024817.1 
asahii Bacte 
ref|NR_024652.1 
293453 
Oceanospirillale 
ref |NR_026507.1 

3011945 301344 
Actinomycetales; Propioni 
ref|NR_025777.1 
Nocardioi 
ref|NR_025776.1 

4050504 405187 
Actinomycetales; Propioni 


ref 
partial sequence 


NR_029343.1 
42294 
Str 
ref |NR_029328.1 
66643 
Bogoriellaceae 


ref|NR_029314.1 


ref |NR_029297.1 


Kocuria. 


ref 


Bacillus macyae strain 
ria; Firmicutes; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 

Streptococcus 
4 Streptococcus 
cus. 

Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Ruegeria 
260120 Ruegeria 


Rhodobacteraceae; 


Paenibacillus 
acillus koreensis 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Bacillus asahii strain 
ria; Firmicutes; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Marmoricola 
1 Marmoricola 
bacterineae; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Nocardiopsis 
43754 Nocardiopsis 


eptosporangineae; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Nocardiopsis 


nce 84580 86040 


Kocuria varians strain 
ria; Actinobacteria; 


NR_029292.1 
16781 118270 


R 


Corynebacterium 
Corynebacterium 


ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


88610 Bacteria_16S 119071 119028 65 108 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

88610 Bacteria_16S 120574 120531 65 108 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
88610 Bacteria_16S 123662 123619 65 108 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
88610 Bacteria_16S 134331 134288 65 108 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

88610 Bacteria_16S 137279 137236 65 108 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

88610 Bacteria_16S 138838 138795 65 108 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
88610 Bacteria_16S 140367 140324 65 108 gi| 265678969 |ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
88610 Bacteria_16S 144884 144841 65 108 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

88610 Bacteria_16S 147791 147748 65 108 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

88610 Bacteria_16S 160152 160109 65 108 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

88610 Bacteria_16S 163089 163046 65 108 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

88610 Bacteria_16S 359444 359401 65 108 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

88610 Bacteria_16S 360990 360947 65 108 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

88610 Bacteria_16S 389683 389640 65 108 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

88610 Bacteria_16S 397366 397323 65 108 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

88610 Bacteria_16S 406661 406618 65 108 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

88610 Bacteria_16S 420575 420532 65 108 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

88610 Bacteria_16S 422116 422073 65 108 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

88610 Bacteria_16S 426823 426780 65 108 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

88610 Bacteria_16S 429910 429867 65 108 gi|265678768|ref|NR_029073.1| Nesterenkonia 


halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Nesterenkonia. 


429128 430610 Nesterenkonia 


88610 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


88610 
J18 


88610 


strain QH3A7 16S 


88610 


gangotriensis str 
gangotriensis Bac 


16S ribosomal 
Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ribosomal RNA, 


442297 442254 65 


466671 466628 65 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


489722 489679 65 


495877 495834 65 


Micrococcaceae; Arthrobacter. 


88610 


strain LV3 16S ri 


88610 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


88610 


strain Muenster 2 
Bacteria; Actinob 


88610 


strain HKI 0120 1 


88610 


strain HKI 0119 1 


88610 


lacusekhoensis st 
lacusekhoensis Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


564658 564615 65 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


579568 579525 65 


631136 631093 65 


635699 635656 65 


637230 637187 65 


641867 641824 65 


Micrococcaceae; Nesterenkonia. 


88610 


strain CMS90 16S 


88610 
CMS 


88610 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


88610 


strain W16 16S ri 


88610 


strain RSA19 16S 
Firmicutes; 


88610 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


88610 


moraviensis strai 
Bacteria; 


88610 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


88610 


strain VKM Ac-180 


88610 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora. 


88610 


strain YLM-32 16S ribosomal RNA, partial sequence 


76o0r 16S ribo 
Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


646565 646522 65 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


648097 648054 65 


668997 668954 65 


675086 675043 65 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


702288 702245 65 


ribosomal RNA, partial sequence 
Bacillales; 


Paenibacillaceae; 
782144 782101 65 


832705 832660 65 


Lactobacillales; 
852189 852146 65 


887029 886986 65 


888548 888505 65 


1076759 1076716 65 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


108 gi 


strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


108 gi 


265678760 
sequence 


265678740 


ococcaceae; 


Bifidobacterium 
Bifidobacterium 


ref|NR_029065.1 
441527 442954 


Bifidobacteriales; Bifidobacteriaceae; 


ref|NR_029045.1| Rothia amarae strain 
465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Rothia. 
ref|NR_029030.1| Jonesia quinghaiensis 


108 gi 


108 gi 


108 gi 


108 gi 


MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


108 gi 


000 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


108 gi 


108 gi 


108 gi 


rain EL-30 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


108 gi 


108 gi 


108 gi 


108 gi 


108 gi 


108 gi 


train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 
ceae; Xylanimonas. 


110 gi 


n 330 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


108 gi 


108 gi 
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ref|NR_029026.1] Arthrobacter 
495118 496571 Arthrobacter 
Micrococcineae; 


ref|NR_028981.1| Rhodoglobus vestalii 


563902 565327 Rhodoglobus vestalii Bacteria; 
ococcineae; 


Microbacteriaceae; Rhodoglobus. 
ref|NR_028971.1| Corynebacterium 
578821 580286 Corynebacterium 


Corynebacterineae; 


ref |NR_028935.1| Kytococcus schroeteri 


630349 631823 Kytococcus schroeteri 
Micrococcineae; 


Dermacoccaceae; Kytococcus. 


ref |NR_028932.1| Knoellia subterranea 


6S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Intrasporangiaceae; Knoellia. 


ref|NR_028931.1| Knoellia sinensis 


6S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Intrasporangiaceae; Knoellia. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 


88610 Bacteria_16S 1114617 1114574 65 108 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

88610 Bacteria_16S 1116143 1116100 65 108 gi|265678298|ref|NR_028599.1| Kineosporia succinea 
strain I-273 16S ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

88610 Bacteria_16S 1132742 1132699 65 108 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

88610 Bacteria_16S 1137256 1137213 65 108 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

88610 Bacteria_16S 1138807 1138764 65 108 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

88610 Bacteria_16S 1217454 1217411 65 108 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

88610 Bacteria_16S 1221926 1221883 65 108 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

88610 Bacteria_16S 1226476 1226433 65 108 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

88610 Bacteria_16S 1261165 1261122 65 108 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

88610 Bacteria_16S 1280585 1280542 65 108 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

88610 Bacteria_16S 1298690 1298647 65 108 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
88610 Bacteria_16S 1333928 1333885 65 108 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

88610 Bacteria_16S 1349230 1349187 65 108 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

88610 Bacteria_16S 1421434 1421391 65 108 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

88610 Bacteria_16S 1449222 1449179 65 108 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

88610 Bacteria_16S 1453667 1453624 65 108 gi|224581418|ref|NR_027199.1]| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

88610 Bacteria_16S 1461083 1461040 65 108 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

88610 Bacteria_16S 1501940 1501897 65 108 gi|219846604|ref|NR_026196.1]| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

88610 Bacteria_16S 1603549 1603506 65 108 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

88610 Bacteria_16S 1605088 1605045 65 108 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

88610 Bacteria_16S 1606629 1606586 65 108 gi|219878472|ref|NR_025611.1| Arthrobacter 


arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 


1605856 160731 


4 Arthrobacter 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 
88610 Bacteria_16S 1626140 1626097 65 108 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 
88610 Bacteria_16S 1639750 1639707 65 108 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
88610 Bacteria_16S 1668880 1668837 65 108 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
88610 Bacteria_16S 1743608 1743565 65 108 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 
88610 Bacteria_16S 1770843 1770800 65 108 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
88610 Bacteria_16S 1781448 1781405 65 108 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 
88610 Bacteria_16S 1799494 1799451 65 108 gi|219878336|ref|NR_025475.1]| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
88610 Bacteria_16S 1805686 1805643 65 108 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 
88610 Bacteria_16S 1811805 1811762 65 108 gi| 219878328 |ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
88610 Bacteria_16S 1821015 1820972 65 108 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 
88610 Bacteria_16S 1822539 1822496 65 108 gi|219878321|ref|NR_025460.1| Agreia pratensis 


strain P 229/10 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
88610 Bacteria_16S 1834671 1834628 65 108 gi|219878312|ref|NR_025451.1 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 183531 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Microbacteriaceae; Gulosibacter. 

88610 Bacteria_16S 1848535 1848492 65 108 gi|219878303|ref|NR_025442.1 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 184924 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
Actinomycetaceae; Arcanobacterium. 

88610 Bacteria_16S 1877288 1877245 65 108 gi| 219878283 |ref|NR_025422.1 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 187800 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

88610 Bacteria_16S 1938123 1938080 65 108 gi| 219878236 |ref|NR_025375.1 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 193875 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Brevibacteriaceae; Brevibacterium. 

88610 Bacteria_16S 1957845 1957802 65 108 gi| 219878223 |ref|NR_025362.1 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
88610 Bacteria_16S 1980676 1980633 65 108 gi| 219878208 |ref|NR_025347.1 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 198138 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetale 
Actinomycetaceae; Arcanobacterium. 

88610 Bacteria_16S 2066279 2066236 65 108 gi|219878146|ref|NR_025285.1 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Microc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
88610 Bacteria_16S 2347072 2347029 65 108 gi|219857496|ref|NR_025084.1 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
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88610 Bacteria_16S 2348581 2348538 65 108 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

88610 Bacteria_16S 2360767 2360724 65 108 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

88610 Bacteria_16S 2362285 2362242 65 108 gi| 219857486 |ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

88610 Bacteria_16S 2455096 2455053 65 108 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

88610 Bacteria_16S 2492684 2492641 65 108 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
88610 Bacteria_16S 2512360 2512317 65 108 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
88610 Bacteria_16S 2513853 2513810 65 108 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
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88610 Bacteria_16S 2655436 2655393 65 108 gi|219857221|ref|NR_024849.1 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 265613 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 
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s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Corynebacterium 
8 Corynebacterium 
terineae; 


Aeromicrobium 
7 Aeromicrobium 


cterineae; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Rothia aeria strain 
Actinobacteria; 


v 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 


Zimmermannella bifida 


eae; Pseudoclavibacter. 
Zimmermannella alba 


eae; Pseudoclavibacter. 
Frigoribacterium faeni 


eae; Frigoribacterium. 
Rarobacter 

9 Rarobacter 

ccineae; 


Kocuria rhizophila 


; Kocuria. 


Kocuria palustris 


; Kocuria. 


Arthrobacter rhombi 


strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


88610 
riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 
88610 


Bacteria_16S 


Bacteria_16S 


3119974 3119931 65 108 gi 
MMZ 2415 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3133347 3133304 65 


108 gi 


219846842 
quence 
tinomyceta 


219846833 


strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
strain DSM 44267 


Bacteria_16S 


3153001 3152958 65 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 
88610 
imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 

88610 
strain DSM 11140 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3207818 3207775 65 
ain CCUG 36 
teria; Acti 
e; Corynebacterium. 

3215314 3215271 65 
23 16S ribo 
acteria; Ac 


108 gi 
622 16S ribosomal RNA, part 


108 gi 
somal RNA, partial sequence 
tinobacteridae; Actinomycet 


3225915 3225872 65 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 

88610 
strain DSM 40297 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


88610 
strain DSM 43377 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


88610 
dassonvillei subs 


Actinomycetales; 
88610 
strain 1A-C 16S r 


Bacteria_16S 


Bacteria_16S 


Nocardiopsis dassonvillei subsp. 


Bacteria_16S 


3256139 3256096 65 108 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3257652 3257609 65 108 gi 
Stre 
3259164 3259121 65 108 gi 
Stre 
3260674 3260631 65 108 gi 
p- albirubida strain DSM 40465 16S rib 
Streptosporangineae; Nocardiopsaceae; 

3310852 3310809 65 108 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 
88610 
strain M17C 16S r 


Bacteria_16S 


Bacteria_16S 


3358042 3357999 65 108 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3377843 3377800 65 108 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 


Bacteria_16S 


3394439 3394396 65 108 gi 


nobacteria; Actinobacterida 


ococcineae 
219846820 


16S ribosomal RNA, partial sequence 3152235 31537 
occineae; 


oc 
219846783 
ial sequen 
e; 


219846777 
32145 
Cory 


ales; 


219846770 


16S ribosomal RNA, partial sequence 3225149 32266 


ococcineae 
219846750 
sequence 

Actinomyc 


219846749 


16S ribosomal RNA, partial sequence 3256883 32583 


ptosporang 
219846748 


16S ribosomal RNA, partial sequence 3258396 32598 


ptosporang 
219846747 
Os 


Nocardiops 
219846713 


3310081 33114 


ococcineae 
219846678 
1 sequence 
e; Actinom 


219846664 


3377063 33785 


ococcineae 
219846649 


strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 
88610 
strain DSM 43852 


Bacteria_16S 


Bacteria_16S 


3395948 3395905 65 108 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3397453 3397410 65 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 

88610 
strain DSM 20167 


Bacteria_16S 


Bacteria_16S 


3398978 3398935 65 108 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3400512 3400469 65 


108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
strain DSM 20119 


Bacteria_16S 


3402038 3401995 65 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
histidinolovorans 
histidinolovorans 


Bacteria_16S 


3405108 3405065 65 108 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


88610 


Bacteria_16S 


3406634 3406591 65 108 gi 


ococcineae 
219846648 
ence 33951 
ales; Micr 


219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


ococcineae 

219846646 
sequence 

Actinomyc 


219846645 


16S ribosomal RNA, partial sequence 3399736 34012 


ococcineae 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


ococcineae 
219846642 
artial seq 
ridae; Act 


219846641 


Actinomycet 


omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


ref|NR_026434.1| Corynebacterium 
3119211 3120593 Corynebacterium 

les; Corynebacterineae; 

ref|NR_026425.1| Demetria terragena 

43 Demetria terragena Bacteria; 

; Dermacoccaceae; Demetria. 

ref|NR_026412.1] Terracoccus luteus 


13 Terracoccus luteus Bacteria; 

; Intrasporangiaceae; Terracoccus. 
ref|NR_026375.1| Corynebacterium 
ce 3207052 3208519 Corynebacterium 
ales; Corynebacterineae; 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


ref|NR_026362.1| Janibacter limosus 

21 Janibacter limosus Bacteria; 

; Intrasporangiaceae; Janibacter. 

ref |NR_026342.1| Nocardiopsis 
3255372 3256832 Nocardiopsis 

etales; Streptosporangineae; 


ref |NR_026341.1 
45 Nocardiopsis listeri Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_026340.1| Nocardiopsis alba 

56 Nocardiopsis alba Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_026339.1| Nocardiopsis 

partial sequence 3259907 3261367 


Nocardiopsis listeri 


iS 

ref|NR_026305.1| Georgenia muralis 

97 Georgenia muralis Bacteria; 

; Bogoriellaceae; Georgenia. 

ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 

ycetales; Micrococcineae; 


’ 


ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 

; Dermacoccaceae; Kytococcus. 
ref|NR_026241.1| Brevibacterium iodinum 
47 Brevibacterium iodinum Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_026240.1| Promicromonospora 

98 3396650 Promicromonospora citrea 
ococcineae; Promicromonosporaceae; 


, 


ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 
; Cellulomonadaceae; Oerskovia. 
ref|NR_026238.1] Arthrobacter 

3398202 3399685 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


ref|NR_026237.1] Arthrobacter sulfureus 
13 Arthrobacter sulfureus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026236.1| Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

uence 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


v 


’ 


ref|NR_026233.1|] Arthrobacter aurescens 


strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


88610 
strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 

88610 
hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 
88610 
amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 
88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3415717 3415674 65 108 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3417197 3417154 65 108 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3431939 3431896 65 108 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3452918 3452875 65 


108 gi 


219846634 
34149 
ales; Micr 
219846633 
tial seque 
ae; Actino 


’ 


219846623 
sequence 
Actinomyce 


219846608 


strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 


Bacteria_1l 


6S 3454445 3454402 65 108 gi 


ococcineae 
219846607 


strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
strain DSM 20550 


Bacteria_1l 


6S 3455974 3455931 65 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
strain DSM 20541 


Bacteria_1 


6S 3457503 3457460 65 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
protophormiae str 
protophormiae Bac 


Bacteria_16S 


3458997 3458954 65 108 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


88610 
nicotinovorans st 
nicotinovorans Ba 


Bacteria_16S 


3460518 3460475 65 108 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


Micrococcaceae; Arthrobacter. 


88610 
strain DSM 20546 


Bacteria_16S 


3462038 3461995 65 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
polychromogenes s 
polychromogenes B 


Bacteria_16S 


3463561 3463518 65 108 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


88610 
strain DSM 20545 


Bacteria_16S 


3465084 3465041 65 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
nicotianae strain 
nicotianae Bacter 
Arthrobacter. 

88610 
crystallopoietes 
crystallopoietes 


Bacteria_16S 


Bacteria_16S 


3466607 3466564 65 108 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3468129 3468086 65 108 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 


88610 
strain DSM 20133 


Bacteria_16S 


3469655 3469612 65 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
globiformis strai 
globiformis Bacte 
Arthrobacter. 

88610 
strain DSM 3133 1 


Bacteria_16S 


Bacteria_16S 


3471173 3471130 65 108 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3487896 3487853 65 


108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
strain DSM 20425 


Bacteria_16S 


3502865 3502822 65 108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 
michiganensis sub 


Actinomycetales; 
88610 


Bacteria_16S 


Bacteria_16S 


3769198 3769155 65 108 gi 
species tessellarius strain 78181 16S 


Cla 
gi 


Micrococcineae; Microbacteriaceae; 
3772262 3772217 65 110 


ococcineae 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 
occineae; 


oc 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


ococcineae 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino 


’ 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846598 

sequence 

Actinomyce 


219846597 
rtial sequ 


idae; Acti 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 
219846595 
sequence 

Actinomyc 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 


ococcineae 
219846574 


16S ribosomal RNA, partial sequence 3502100 35035 


ococcineae 
219846385 
ribosomal 


vibacter. 
219846383 


hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


Geobacter. 


Actinomycet 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref 
nce 
myce 


NR_026225.1 
341641 
Actin 


Actinomyces 
6 3417841 Actinomyces 
tales; omycineae; 
ref|NR_026215.1 
3431175 343257 
tales; Corynebac 


Corynebacterium 
5 Corynebacterium 
terineae; 


ref|NR_026200.1| Micrococcus lylae 
11 Micrococcus lylae Bacteria; 

; Micrococcaceae; Micrococcus. 
ref|NR_026199.1| Kocuria kristinae 
36 Kocuria kristinae Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026198.1| Arthrobacter agilis 
68 Arthrobacter agilis Bacteria; 

3 Micrococcaceae; Arthrobacter. 
ref|NR_026197.1| Nesterenkonia halobia 
69 Nesterenkonia halobia Bacteria; 

; Micrococcaceae; Nesterenkonia. 
ref|NR_026195.1] Arthrobacter 

e 3458220 3459692 Arthrobacter 

ales; Micrococcineae; 


, 


’ 


, 


Arthrobacter 
0 Arthrobacter 
coccineae; 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1] Arthrobacter ramosus 
33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 


omycetales; Micrococcineae; 


, 


ref|NR_026191.1 
79 Arthrobacter 
Micrococcacea 


Arthrobacter pascens 
pascens Bacteria; 
Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


v 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


ence 
nomycetales 
ref|NR_026188.1| Arthrobacter citreus 
48 Arthrobacter citreus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026187.1] Arthrobacter 

3470399 3471862 Arthrobacter 

etales; Micrococcineae; Micrococcaceae; 


, 


ref|NR_026176.1| Actinotalea fermentans 
02 Actinotalea fermentans Bacteria; 

; Cellulomonadaceae; Actinotalea. 
ref|NR_026166.1| Brevibacterium linens 
72 Brevibacterium linens Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_025976.1| Clavibacter 

RNA, partial sequence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


ref|NR_025974.1] Geobacter 
3771473 3772890 Geobacter 


88610 


strain IAM 13153 


88610 


strain KMM 6017 1 
Bacteroidetes; 


88610 


strain CM2104 16S 


88610 


alkalitolerans st 
alkalitolerans Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; M 


Sphingobacteria; 


3976339 3976296 65 


3985022 3984979 65 


4011887 4011844 65 


4058754 4058711 65 


Micrococcaceae; Citricoccus. 


88610 


strain YIM 90010 


88610 


halophilus strain 
halophilus Bacter 


88610 


strain KMM 3637 1 


88610 
KMM 


88610 


strain CA15-8 16S 


88610 


umidischolae stra 
umidischolae Bact 
Nocardiopsaceae; 


88610 


strain C3H-21 16S 


88610 


3905 16S ribo 
Actinobacteridae; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Desulfocapsa. 


88610 


Bacteria_16S 
limnophilus strain Mu 290 16S ribosomal RNA, complete s 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; 


Planctomyces. 


88610 


88610 


88610 


Bacteria_16S 
strain LC 1 16S r 
Firmicutes; 
Bacteria_16S 
strain 39 16S rib 
Firmicutes; 


ia; Bacteroidetes; 


Clostridia; 


Bacillales; 
Bacteria_16S 
strain AIP313.00 
Firmicutes; 


88610 
strain YB1 


88610 
strain DSM 


Firmicutes; 
88610 


88610 


88610 


Firmicutes; 
88610 


Firmicutes; 
88610 


30 16S 


Clostridia; 
Bacteria_16S 
strain M663-98-1 


Bacteria_16S 


Clostridia; 
Bacteria_16S 
strain Cm al3 16S 


4061733 4061690 65 


4098094 4098051 65 


4120740 4120697 65 


4125358 4125315 65 


4200329 4200286 65 


4217080 4217037 65 


4244240 4244197 65 


97617 97572 65 


218400 218362 65 


244520 244478 65 


346274 346232 68 


805129 805087 65 


1135731 1135685 65 


1748160 1748122 65 


1982244 1982202 68 


2011688 2011650 65 


2598878 2598833 65 


Clostridiales; 


3067373 3067328 65 


3128917 3128875 68 


108 


108 


108 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


108 


108 


108 


108 


108 


108 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


108 


108 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
Bacteria_16S 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; 


ibosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


osomal RNA, partial sequence 
Paenibacillaceae; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
Bacteria_16S 


110 gi|265678998|ref|NR_029306.1 

96815 98277 

Desulfobacterales; D 

103 gi| 265678917 |ref|NR_029225.1 

equence 217606 219133 

Planctomycetales; Plancto 

107 gi| 265678899 |ref|NR_029207.1 
243690 24511 

Megasphaera. 
110 gi| 265678827 |ref|NR_029132.1 
345474 346892 Brevibacillus 
Brevibacillus. 
LO7 gi| 265678509 |ref|NR_028812.1 
1 Anaeroglobus 
Anaeroglobus. 

110 gi|253680766|ref|NR_028014.1 

1134932 11363 
onaceae; Vibrio. 

103 gi| 219878375 |ref|NR_025514.1 
Megamonas. 

110 gi| 219878207 |ref|NR_025346.1 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; 
Bacteria_16S 
strain 534- 


103 


ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 
Bacteria_16S 
strain SMCC W459 


110 


110 


110 


gi 


complete sequence 


gi 


6S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteriales; Flammeovirgac 


gi 


4011119 40125 


gi 


rain YIM 70010 16S ribosomal RNA, partial sequen 
cteria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 4060988 40624 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 


gi 


JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


gi 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


somal RNA, partial sequence 4124587 4126026 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae 


gi 


4199561 42010 


gi 


in 66/93 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


gi 


4243475 42448 


16S ribosomal RNA, partial sequence 804384 80579 
Clostridia; 
Bacteria_16S 


Clostridiales; Veillonellaceae; 


1672 16S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 


1981436 19829 
Sorangiineae; 


gi 


2010901 20124 


gi 


16S ribosomal RNA, partial sequence 2598095 25994 
Peptococcaceae; 


gi 


16S ribosomal RNA, partial sequence 3066573 30679 


Bacillales; Bacillales Family XI. Incertae 


gi 


Sphingobacte 


219846241 


39756 


219846235 


219846215 


219846181 


219846178 


219846154 


219846137 


219846133 


219846075 


219846063 


Actinomy 


219722939 


219878188 


219857269 


219846877 


Sedis; 


Actinomycetales; 


ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 

ref|NR_025825.1 


eae; 
ref 


Roseivirga. 
NR_025805.1 


; Intrasporangia 
ref|NR_025771.1 
ce 4057969 405944 
Micro 


ref|NR_025768.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025744.1 

4097319 409874 
riales; Cyclobac 
ref|NR_025727.1 


; Brevibacteriac 
ref|NR_025723.1 
ia marina Bacter 
; Kocuria. 
ref|NR_025665.1 
31 Arthrobacter 
; Micrococcaceae 
ref|NR_025653.1 

4216320 421777 
cetales; Strepto 


ref|NR_024571.1 


; Dermabacterace 


73 Chondromyces 
Polyangiaceae; C 
ref|NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_024900.1 


ref|NR_026469.1 


219846836 


Mycoplana bullata 
ana bullata Bacteria; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Citricoccus 

8 Citricoccus 

coccineae; 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Algoriphagus 

5 Algoriphagus 

teriaceae; Algoriphagus. 

Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Kocuria marina strain 
ia; Actinobacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Nocardiopsis 

2 Nocardiopsis 

sporangineae; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Desulfocapsa 
Desulfocapsa 

esulfobulbaceae; 


Planctomyces 
Planctomyces 


mycetaceae; 


Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Anaeroglobus geminatus 


geminatus Bacteria; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Planctomyces maris 


maris Bacteria; 


es. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
Desulfotomaculum. 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


ref|NR_026428.1 


Hyphomicrobium 


hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 


hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 
88610 Bacteria_16S 3403578 3403536 65 107 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
88610 Bacteria_16S 3424642 3424597 65 110 gi|219846628|ref|NR_026220.1| Pseudoalteromonas 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 3423861 3425283 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonadaceae; Pseudoalteromonas. 
88610 Bacteria_16S 3445161 3445123 65 103 gi|219846613|ref|NR_026205.1| Succiniclasticum 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 
88610 Bacteria_16S 3585249 3585211 65 103 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 
88610 Bacteria_16S 3611266 3611221 65 110 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 
88610 Bacteria_16S 3645972 3645930 68 110 gi|219846474|ref|NR_026066.1| Rhizobium mongolense 
strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 3646664 Rhizobium mongolense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
88610 Bacteria_16S 3676547 3676505 65 107 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
88610 Bacteria_16S 3706649 3706616 74 107 gi|219846432|ref|NR_026023.1| Prosthecobacter 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosthecobacter debontii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
88610 Bacteria_16S 3773736 3773691 65 110 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
88610 Bacteria_16S 3863 3818 65 110 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
88610 Bacteria_16S 11132 11087 65 110 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
88610 Bacteria_16S 15764 15723 69 110 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 
88610 Bacteria_16S 17304 17259 65 110 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
88610 Bacteria_16S 20416 20375 69 110 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 
88610 Bacteria_16S 25058 25013 65 110 gi| 265679047 | ref |NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
88610 Bacteria_16S 31161 31116 65 110 gi| 265679043 |ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
88610 Bacteria_16S 39994 39949 65 G8) gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
88610 Bacteria_16S 44597 44552 65 110 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 
88610 Bacteria_16S 50701 50656 65 110 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
88610 Bacteria_16S 56852 56807 65 110 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
88610 Bacteria_16S 58353 58308 65 110 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
88610 Bacteria_16S 59866 59825 69 110 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
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Bacillales; 


Clostridia; 


Clostridia; 


61414 61373 69 
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gi 
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gi 
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gi 
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gi 
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Clostridiaceae; 


gi 
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Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


88610 
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88610 
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88610 


strain McClung 20 
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265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 
265678901 


rkholderia 


265678896 


265678894 


hodobacter 


Clostridium. 


al sequence 248268 249768 
acteria; Neisseriales; Nei 


ref|NR_029331.1 


Xanthomonas hyacinthi 
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ref |NR_029304.1 
0 Halobacillus 


ref |NR_029289.1 
3. 122854 Desulf 
s; Syntrophobact 
ref |NR_029287.1 

124349 125867 
; Nitrospira. 
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litoralis Bacteria; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 

Nitrospira 

Nitrospira 


Clostridium litorale 
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ref|NR_029268.1 
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ref|NR_029266.1 
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ref|NR_029260.1 
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ref |NR_029258.1 
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ref|NR_029199.1 


Burkholderia 
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ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


110 


110 


gi 


265678724 


490502 49197 


gi 


gi 


265678719 


SB 9.5 16S ribosomal RNA, partial sequence 49817 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


265678718 


6S ribosomal RNA, partial sequence 499730 50125 


ref 


ref 


ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


88610 


luminescens subsp. 


Enterobacteriales; 


88610 


luminescens subsp 
luminescens subsp. 


Bacteria_16S 


Bacteria_16S 


Enterobacteriaceae; 


88610 


aerosaccus strain 
Bacteria; 


88610 


strain K1l1 16S ri 


Bacteria_16S 


Bacteria_16S 


517216 517171 65 


thracensis strain 39-8 16S 
Photorhabdus luminescens subsp. thracen 
Enterobacteriaceae; 


518782 518737 65 


527971 527926 65 


G 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


534028 533987 69 


bosomal RNA, partial sequence 


110 


110 


gi 


ribosomal 


gi 


265678707 
RNA, 


265678706 


» kayaii strain 1121 16S ribosomal RNA, complete 
kayaii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


88610 


strain CR 16S rib 


88610 


nepalensis strain 
Bacteria; 


88610 


strain JR 16S rib 
Deferribacteres; 


88610 


strain CIP 105566 


88610 


versmoldensis str 
versmoldensis Bac 


88610 


albertensis strai 
albertensis Bacte 
Acidithiobacillus. 


88610 


strain ID131577 1 
Actinobacteria; Rubrobacteridae; 


88610 


strain S-606 16S 


88610 


strain Iso-46 16S 


88610 


strain Ppe8 16S r 


88610 


strain BCH 16S ri 


88610 


nivimaris strain 
Bacteria; 


88610 


hydrogeniphilus s 
hydrogeniphilus B 


88610 


rhizophila strain e-pl0 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


16S ribosomal RNA, 


Proteobacteria; Gammaproteobacteria; 


teria; 


ria; 


537080 537039 69 


osomal RNA, partial sequence 


541655 541610 65 


Bacillales; 
543183 543138 65 


osomal RNA, partial sequence 
Deferribacterales; 


546251 546206 65 


550922 550877 65 


Firmicutes; 
563144 563103 69 


Proteobacteria; 


567666 567621 65 


575189 575144 65 


587164 587119 65 


588682 588641 69 


ibosomal RNA, partial sequence 


597641 597596 65 


bosomal RNA, partial sequence 


612934 612889 65 


620513 620472 69 


638760 638719 69 


655416 655371 65 


Enteroba 

110 gi|265678700|ref|NR_029005.1 
sequence 527192 528675 Enhydr 
Pseudomonadales; Moraxellaceae; En 
110 gi|265678696|ref|NR_029001.1 

533233 53475 
ae; Ottowia. 
110 gi|265678694|ref|NR_028999.1 


110 


110 


110 


110 


Lactobacillales; 


110 


110 


110 


ribosomal RNA, partial sequence 


110 


ribosomal RNA, partial sequence 


110 


110 


110 


110 


110 


110 


536318 53780 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


gi 


CW1 16S ribosomal RNA, partial sequence 
Staphylococcus. 


gi 


265678691 
54086 


265678690 


542382 54390 


Deferribacteraceae; 


gi 


partial sequence 
Enterobacteriales; 


gi 


265678688 
54547 
Enterobac 

265678685 


ain KU-3 16S ribosomal RNA, partial sequence 


ref 


complete 
sis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


ref 


ref 


ref 


ref 


teri 
ref 


Lactobacillaceae 


gi 


n DSM 14366 16S ribosomal RNA, partial 
Gammaproteobacteria; Acidit 


gi 


gi 


265678677 
sequence 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 


Solirubrobacterales; Conexibacte 


265678669 


574450 57581 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


gi 


265678661 


586359 58785 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


gi 


265678660 


587905 58931 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


gi 


265678654 


596871 59824 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


gi 


Pseudomo 


gi 


train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 


gi 


Xanthomo 


gi 


265678643 


88/2-7 16S ribosomal RNA, partial sequence 61213 
Proteobacteria; Gammaproteobacteria; 


265678638 
1 sequence 
bacteria; 

265678625 
ence 63798 
nadales; X 
265678613 


proteolyticus strain 116 16S ribosomal RNA, partial sequence 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 


ref 


hiob 


ref 


race 
ref 


ae; 
ref 


ae; 
ref 


ceae 
ref 


Thi 
ref 


ref 


a 


Naut 
ref 


anth 
ref 


8 499679 Hydrog 
Comamonadaceae; Hy 


sequence 517982 


2 Caminibacter 

Caminibacter. 
2 542331 Staphy 
0 Deferribacter 
Deferribacter. 
5 546925 Entero 


550095 551652 


562358 563851 
Acidithiobacillaceae; 


3 Conexibacter 
2 Psychrobacter 
4 Psychrobacter 


0 Burkholderia 


0 613627 Psychr 
nadales; Morax 


19766 621178 
u 


2 639478 Stenot 


NR_029029.1 
Halomonas 
NR_029024.1 
NR_029023.1 
Hydrogenopha 


NR_029012.1 
sequence 


NR_029011.1 


NR_028996.1 


NR_028995.1 


NR_028993.1 


aceae; Enter 
NR_028990.1 


3 Lactobacil 
NR_028982.1 


acillales; 
NR_028979.1 


ae; Conexiba 
NR_028974.1 


Psychrobacte 
NR_028966.1 


Psychrobacte 
NR_028965.1 


; Burkholder 
NR_028959.1 


obaca. 
NR_028948.1 


ellaceae; Ps 
NR_028943.1 


iliales; Na 
NR_028930.1 


omonadaceae 
NR_028918.1 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 
Halomonadaceae; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 

Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Photorhabdus 
516416 517931 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 

Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Caminibacter profundus 


profundus Bacteria; 


Staphylococcus 
lococcus nepalensis 


Deferribacter abyssi 
abyssi Bacteria; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 
Lactobacillus 
Lactobacillus 
lus. 
Acidithiobacillus 
Acidithiobacillus 


Conexibacter woesei 


woesei Bacteria; 


cter. 

Psychrobacter pulmonis 
pulmonis Bacteria; 
bas 

Psychrobacter faecalis 
faecalis Bacteria; 
Bs 

Burkholderia tropica 


tropica Bacteria; 


ia. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Psychrobacter 

obacter nivimaris 
ychrobacter. 
Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 


Psychrobacter 


654656 656081 Psychrobacter 


88610 Bacteria_16S 661460 661415 65 110 gi| 265678608 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial seque 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 
88610 Bacteria_16S 666064 666019 65 110 gi| 265678605 
strain WoG13 16S ribosomal RNA, partial sequence 665236 66673 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelos 
88610 Bacteria_16S 667538 667493 65 110 gi| 265678604 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 66678 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
88610 Bacteria_16S 684059 684014 65 110 gi| 265678593 
strain CK74 16S ribosomal RNA, partial sequence 683287 68472 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
88610 Bacteria_16S 685592 685547 65 110 gi| 265678592 
indolicum strain In04 16S ribosomal RNA, partial sequence 68477 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
88610 Bacteria_16S 693321 693288 74 107 gi| 265678587 
strain IS1B 16S ribosomal RNA, partial sequence 692571 69404 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 
88610 Bacteria_16S 696387 696346 69 110 gi| 265678585 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitu 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

88610 Bacteria_16S 703760 703715 65 110 gi| 265678580 


strain ThSch 12 1 
Proteobacteria; G 
88610 
lacustris strain 
Bacteria; Actinob 
Friedmanniella. 

88610 
strain 216 16S ri 


Bacteria_16S 


Bacteria_16S 


705154 705109 65 


707978 707933 65 
bosomal RNA, partial sequ 


110 


110 
ence 


gi 


EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


707255 70861 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 
88610 
strain XINach 16S 
Proteobacteria; G 
88610 
luminescens subsp 


Enterobacteriales 
88610 
luminescens subsp 


Enterobacteriales 
88610 
Bacteria; Proteob 
88610 
histaminiformans 
histaminiformans 
88610 
lusitanum strain 
Bacteria; Proteob 
88610 
valvarum strain M 
Bacteria; Proteob 
88610 
respiraculi strai 
respiraculi Bacte 
88610 
suicloacalis stra 
suicloacalis Bact 
88610 
ferriphilum strai 
Bacteria; Nitrosp 
88610 
strain PG14 16S r 
Tenericutes; Moll 
88610 
taiwanensis strai 
taiwanensis Bacte 
88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Photorhabdus luminescens subsp. 


Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
DA3079 16S ribosomal RNA, partial sequ 
Cardioba 
Bacteria_16S 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
Bacteria_16S 
in PPC79 16S ribosomal RNA, partial se 
Lactobacillales; 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
Bacteria_16S 


721888 721843 65 
ribosomal RNA, partial s 


723474 723429 65 


; Enterobacteriaceae; 
725057 725012 65 
- akhurstii strain FRG04 
; Enterobacteriaceae; 
728164 728119 65 


acteria; Gammaproteobacte 
735626 735581 65 
strain MR2 16S ribosomal 
Bacteria; Firmicutes; 
738749 738708 69 
P6-12 16S ribosomal RNA, 


754485 754444 69 
acteria; Gammaproteobacte 
757595 757554 69 
772850 772805 65 


Firmicutes; 
795843 795802 69 


eria; 


803668 803623 65 
ibosomal RNA, partial seq 


823420 823379 69 


834197 834152 65 


laumond 
Photorhabdus. 


110 
equence 


110 


110 
16S 


110 


ria; 
110 
RNA, 


Clostridia; 


110 


gi 


721087 72261 
ammaproteobacteria; Enterobacteriales; 


gi 


laumondii strain TT0O1 16S ribosomal 
Photorhabdus luminescens subsp. 


gi 


ribosomal 
akhurst 
Photorhabdus. 


gi 


sequence 
Chromati 


gi 


partial 


Clos 
gi 


complete sequ 


110 
ria; 
110 
110 
110 
110 


uence 


110 


110 


acteria; Betaproteobacteria; Burkholde 


gi 


gi 


gi 


Car 
gi 


n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 


gi 


6S ribosomal RNA, partial sequence 702960 70436 
ammaproteobacteria; Chromatiales; Chro 


matiaceae; 
265678579 
ence 70441 
ales; Prop 
265678577 


ionibacter 


265678567 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


265678563 
72737 
ales; Ecto 
265678558 
sequence 
tridiales; 
265678555 
ence 73794 
riales; Ox 
265678543 
ence 75371 
cteriales; 
265678541 
quence 
a; Burkhol 
265678531 
quence 
nobacteria 
265678515 
nce 79504 
eptospiril 
265678510 


802889 80433 


icutes; Mycoplasmataceae; Mycoplasma. 


gi 


gi 


265678497 
sequence 
a; Burkhol 
265678490 


ceae 
ref 
tus 


ref 


ref 


; Isosphaer 


NR_028890.1 


terrae Bact 


NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
NR_028884.1 


6 705838 Fried 


ioni 


ref 


bacterineae 


NR_028882.1 


ref|NR_028913.1| Jeotgalicoccus 

nce 660668 662086 Jeotgalicoccus 
ref|NR_028910.1| Pelospora glutarica 

5 Pelospora glutarica Bacteria; 

pora. 

ref|NR_028909.1|] Gluconacetobacter 

6 668269 Gluconacetobacter entanii 

Acetobacteraceae; Gluconacetobacter. 
ref|NR_028898.1| Clostridium acidisoli 
3 Clostridium acidisoli Bacteria; 

m. 

ref|NR_028897.1| Desulfobacterium 

4 686292 Desulfobacterium indolicum 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_028892.1| Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


a. 
Opitutus terrae strain 

eria; Verrucomicrobia; 
Lamprocystis purpurea 

purpurea Bacteria; 


Friedmanniella 
manniella lacustris 


; Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


inea 


ref 


e; Propioni 


NR_028871.1 


2 Photorhabdus 


teri 
ref 
als 


ref 


ial 


ref 


thio 
ref 


Vei 
ref 


alob 
ref 


Car 
ref 


deri 
ref 


ceae 
ref 


lum. 


ref 


ref 


deri 


aceae; Phot 


NR_028870.1 


equence 


NR_028869.1 


sequence 


NR_028867.1 
0 728734 Thior 


rhodospirac 


NR_028862.1 
734793 73632 


llonellacea 


NR_028859.1 
8 739471 Herba 


acteraceae; 


NR_028847.1 
9 755211 Cardi 


diobacteria 


NR_028845.1 
756798 75825 


ales; Burkh 


NR_028835.1 
772034 77357 


; Atopostip 


NR_028818.1 
0 796555 Lepto 


NR_028813.1 
3 Mycoplasma canis Bacteria; 


NR_028800.1 
822620 82416 


ales; Burkh 


ref 


NR_028793.1 


bacteriaceae; 
Photorhabdus temperata 

temperata Bacteria; 

orhabdus. 

Photorhabdus 

722663 724202 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 


Thiorhodospira 
hodospira sibirica 
eae; Thiorhodospira. 
Allisonella 
Allisonella 
Allisonella. 
Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Cardiobacterium 
obacterium valvarum 
ceae; Cardiobacterium. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Atopostipes 
Atopostipes 


9 


e; 


s 


4 
° 


9 
es. 
Leptospirillum 
spirillum ferriphilum 


Mycoplasma canis 


Cupriavidus 
1 Cupriavidus 
olderiaceae; Cupriavidus. 
Zymomonas mobilis 


subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 


subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; 


Zymomonas. 
88610 


Sphingomonadaceae; 
88610 
strain CFBP 5236 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Bacteria_16S 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial se 
conservatrix Bacteria; 


88610 


Desulforegula. 
88610 
mexicanus strain 
Bacteria; 
88610 


Sulfurospirillum. 
88610 
strain CFBP 4188 


88610 


Gluconacetobacter. 
88610 


88610 


Lentzea. 
88610 
strain LMG 18819 


88610 
strain LMG 18106 


88610 


Bacteria_16S 
subsp. mobilis strain ATCC 10988 16S ribosomal 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
halorespirans strain PCE-M2 16S ribosomal RNA, 
halorespirans Bacteria; Proteobacteria; Epsilonproteoba 


Bacteria_16S 


Bacteria_16S 
strain N-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
Bacteria_16S 
strain NRRL B-16137 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Bacteria_16S 


835699 835654 65 


844811 844766 65 


853645 853600 65 
Proteobacteria; 


858341 858296 65 


Lupl 16S ribosomal RNA, partial sequen 
Proteobacteria; Deltaproteobacteria; 


865969 865928 69 


867531 867490 69 


872047 872002 65 


873593 873552 69 


880908 880863 65 


893028 892987 69 


894563 894522 69 


896098 896057 69 


110 gi 

110 gi 

Deltaproteobacte 
110 gi 

Desulfov 

110 gi 
partial 


110 gi 


RNA, par 


110 gi 


110 gi 


110 gi 


110 gi 


sequence 
110 gi 
110 gi 


110 gi 


Sp 
265678489 


tial seque 
roteobacte 


265678483 


16S ribosomal RNA, partial sequence 844000 84550 


Enterobac 
265678477 
quence 

ria; Desul 


265678473 
ce 85752 
ibrionales 
265678468 
sequence 
cteria; Ca 


265678467 


16S ribosomal RNA, partial sequence 866725 86827 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
Bacteria_16S 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacte 


265678464 
sequence 
ria; Rhodo 


265678463 


872811 87416 


rkholderia 
265678458 

88012 
ales; Pseu 


265678449 


16S ribosomal RNA, partial sequence 892248 89373 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
Bacteria_16S 


rkholderia 
265678448 


16S ribosomal RNA, partial sequence 893783 89526 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
Bacteria_16S 


rkholderia 
265678447 


strain LMG 16407 16S ribosomal RNA, partial sequence 895318 89680 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
Bacteria_16S 
strain Greoux 11 D13 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
Bacteria_16S 


88610 


88610 
strain LSv21 16S 


88610 
oceanense strain 
Bacteria; 
88610 
strain PSv29 16S 


88610 
salivarius strain 


salivarius Bacteria; 
Bacteria_16S 
strain SJ 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 
Bacteria_16S 


88610 


88610 
strain IMI 359870 


88610 


903856 903811 65 


922503 922458 65 


924073 924028 65 


ASv26 16S ribosomal RNA, partial seque 
Proteobacteria; Deltaproteobacteria; 
Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
Bacteria_16S 
HO 66 16S ribosomal RNA, 
Firmicutes; 


925617 925572 65 


933264 933219 65 


936381 936336 65 


942518 942477 69 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
Bacteria_16S 


944081 944040 69 


Lactobacillales; 


sequence 
Bdellovibrionales; 


110 gi 
Legionel 
110 gi 


110 gi 
Desulfob 
110 gi 


110 gi 
complete seq 
Lacto 


110 gi 


110 gi 


110 gi 


rkholderia 
265678442 
e 90307 
lales; Leg 
265678430 


921679 92319 


Desulfoba 
265678429 
nce 92324 
acterales; 
265678428 


924822 92631 


Desulfoba 
265678423 
uence 
bacillacea 
265678421 


935581 93704 


Bacteriov 
265678417 

94171 

mamonadace 
265678416 


strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydro 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
Bacteria_16S 
pseudoflava strain GA3 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholde 


88610 


Bacteria; 
88610 


Bacteria_16S 


945644 945603 69 


947204 947163 69 


110 gi 


mamonadace 
265678415 
nce 94484 
riales; Co 


110 gi 


265678414 


taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 


hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 
ref |NR_028786.1 
teriaceae; Samso 
ref |NR_028780.1 
852834 854357 
fobacterales; De 


ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref|NR_028771.1 

865186 866674 
mpylobacterales; 
ref|NR_028770.1 
Xanthomon 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 
ref |NR_028766.1 
ceae; Cupriavidu 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 
ref|NR_028751.1 


ceae; Pandoraea. 
ref|NR_028750.1 


ceae; Pandoraea. 
ref|NR_028749.1 


ceae; Pandoraea. 
ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref |NR_028730.1 


cteraceae; Desul 
ref|NR_028725.1 

932436 934005 
e; Lactobacillus 
ref|NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy: 


Sphingomonadaceae; 
Zymomonas mobilis 
836398 Zymomonas 


dales; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Desulforegula 
Desulforegula 

sulfobacteraceae; 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 

Sulfurospirillum 

Sulfurospirillum 

Campylobacteraceae; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 
anthomonadaceae; 


as. 
Gluconacetobacter 
Gluconacetobacter 

tobacteraceae; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Legionella gresilensis 
ella gresilensis 
ionella. 

Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 

Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Lactobacillus 
Lactobacillus 
Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 
Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 


ref|NR_028716.1 
946409 947922 


Hydrogenophaga 
Hydrogenophaga 


taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Hydrogenophaga. 
88610 Bacteria_16S 948770 948729 69 110 gi| 265678413 |ref|NR_028715.1 
strain PHL 16S ribosomal RNA, partial sequence 947973 94948 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
88610 Bacteria_16S 950331 950290 69 110 gi|265678412|ref|NR_028714.1 
strain 133 16S ribosomal RNA, partial sequence 949535 95104 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
88610 Bacteria_16S 951890 951849 69 110 gi|265678411|ref|NR_028713.1 
strain 146 16S ribosomal RNA, partial sequence 951100 95259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
88610 Bacteria_16S 953441 953400 69 110 gi|265678410|ref|NR_028712.1 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Simplicispira. 
88610 Bacteria_16S 955001 954960 69 110 gi|265678409|ref|NR_028711.1 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeri 
88610 Bacteria_16S 965753 965708 65 110 gi| 265678401 |ref|NR_028703.1 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; V 
Salinivibrio. 
88610 Bacteria_16S 967337 967292 65 110 gi|265678400|ref|NR_028702.1 
strain 4A 16S ribosomal RNA, partial sequence 966531 96793 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
88610 Bacteria_16S 971878 971837 69 110 gi|265678396|ref|NR_028698.1 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campyl 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
88610 Bacteria_16S 977898 977853 65 110 gi|265678392|ref|NR_028694.1 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpeto 
88610 Bacteria_16S 980877 980836 69 110 gi|265678390|ref|NR_028692.1 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfur 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
88610 Bacteria_16S 994963 994918 65 110 gi| 265678381 |ref|NR_028683.1 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Acidaminobacter. 
88610 Bacteria_16S 996519 996474 65 110 gi|265678380|ref|NR_028682.1 
strain B1333 16S ribosomal RNA, complete sequence 995703 99724 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 
88610 Bacteria_16S 1002640 1002599 69 110 gi|265678376|ref|NR_028678.1 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 10033 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 
88610 Bacteria_16S 1013171 1013126 65 110 gi| 265678369 |ref|NR_028671.1 
strain GP1l1l 16S ribosomal RNA, partial sequence 1012401 10138 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
88610 Bacteria_16S 1014667 1014622 65 110 gi|265678368|ref|NR_028670.1 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
88610 Bacteria_16S 1016163 1016118 65 110 gi| 265678367 |ref|NR_028669.1 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 10168 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
88610 Bacteria_16S 1017660 1017615 65 110 gi|265678366|ref|NR_028668.1 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacte 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
88610 Bacteria_16S 1019204 1019159 65 110 gi| 265678365 |ref|NR_028667.1 
succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; 
88610 Bacteria_16S 1022355 1022310 65 110 gi|265678363|ref|NR_028665.1 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 102306 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus 
88610 Bacteria_16S 1026904 1026859 65 110 gi|265678360|ref|NR_028662.1 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 102759 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; S 
Desulfobacca. 
88610 Bacteria_16S 1036045 1036004 69 110 gi|265678354|ref|NR_028656.1 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 10367 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspiri 
88610 Bacteria_16S 1037585 1037544 69 110 gi|265678353|ref|NR_028655.1 
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s. 
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ia; Proteobacteria; 
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33 Herbaspirillum putei Bacteria; 


llum. 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
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Bacteria; 
Syntrophobacter. 
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pametensis strain 


pametensis Bacteria; 


Helicobacter. 
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shabanensis strai 


shabanensis Bacteria; 


Salinisphaera. 
88610 


88610 


88610 
acetoxidans DSM 7 
DSM 771 Bacteria; 
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C91 16S ribosomal 


Bacteria_16S 
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Bacteria_16S 
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Lactobacillales; 
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Bacteria_16S 
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Proteobacteria; Alphaproteobacteria; 
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Bacteria_16S 


Clostridia; 
Bacteria_16S 


Proteobacteria; 


Bacteria_16S 


Bacteria_16S 
n E1L3A 16S ribosomal RNA, 
Gammaproteobacteria; 


Bacteria_16S 
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Proteobacteria; Betaproteobacteria; 
Bacteria_16S 

1279 16S ribosomal RNA, 
Deinococcus-Thermus; 
Bacteria_16S 


Bacteria_16S 
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Deinococcus-Thermus; 
Bacteria_16S 
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1093496 1093451 65 


1094941 1094896 65 
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ribosomal RNA, 
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16S ribosomal 
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Proteobacteria; 
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71 16S 
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ribosomal RNA, partial 


Thermales; 


110 
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110 


110 
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110 


ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 

partial sequence 


110 


110 


Campylobacterales; He 
110 gi| 253680763 |ref|NR_028011.1 
complete sequence 1139586 114102 


110 


Burkholderiales; 


110 


110 
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110 


gi 
in OK10 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Epsilonproteobacteria; 


gi 
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Deferribacterales; 
gi 
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teria; Proteobacteria; Alphaproteobacteria; 
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ria; Proteobacteria; Alphaproteobacteria; 
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Bacteria; 
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1095628 109707 

Rhodospirillales; Acet 

110 gi|265678309|ref|NR_028611.1 

1100149 11015 

Clostridiaceae; Clostridium. 

110 gi|265678306|ref|NR_028608.1 
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1074605 107593 
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NR_028616.1 
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Proteobacteria; Betaproteobacteria; Burkholderiales; 
Bacteria_16S 


gi 


ribosomal RNA, partial 


gi 


1212209 1 


gi 


1213697 1 


gi 


somal RNA, partial sequence 1215201 12166 
ammaproteobacteria; Oceanospirillales; 
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88610 Bacteria_16S 


metallidurans strain CH34 16S ribosomal RNA, 
metallidurans CH34 Bacteria; 


Cupriavidus. 
88610 Bacteria_16S 


1338436 1338395 69 


1347716 1347671 65 


Proteobacteria; 


110 


110 


gi 


gi 


228721484|ref|NR_027607.1| Cupriavidus 


partial sequence 1337638 1339130 Cupriavidus 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


228720860|ref|NR_027598.1| Syntrophobacter 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 


fumaroxidans MPOB Bacteria; 


Syntrophobacteraceae; Syntrophobacter. 


88610 Bacteria_16S 


1355303 1355258 65 


Proteobacteria; 


110 


gi 


Deltaproteobacteria; Syntrophobacterales; 


228720264|ref|NR_027590.1| Salinivibrio costicola 


subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


costicola subsp. costicola Bacteria; 


Salinivibrio. 
88610 Bacteria_16S 


thailandensis strain E264 16S ribosomal RNA, 
thailandensis E264 Bacteria; 


1359703 1359662 69 


Burkholderia; pseudomallei group. 


88610 Bacteria_16S 


magneticus strain RS-1 16S ribosomal RNA, 
Bacteria; Proteobacteria; Deltaproteobacteria; 


88610 Bacteria_16S 


strain MT1-641 16S ribosomal RNA, partial sequence 


88610 Bacteria_16S 


1368792 1368747 65 


1373343 1373302 69 


1376435 1376394 69 


Proteobacteria; 


Proteobacteria; 


110 


110 


gi 


gi 


228720024|ref|NR_027587.1| Burkholderia 


partial sequence 1358923 1360410 Burkholderia 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


228718692|ref|NR_027575.1| Desulfovibrio 


complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 


110 


110 


gi 


Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


228717983|ref|NR_027569.1| Burkholderia unamae 


1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


gi 


228717818 |ref|NR_027567.1| Polaromonas 


naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 


88610 Bacteria_16S 


strain STM815 16S ribosomal RNA, partial sequence 


88610 Bacteria_16S 


strain STM678 16S ribosomal RNA, partial sequence 


88610 Bacteria_16S 


bacteriovorus strain HD 100 16S ribosomal RNA, 
bacteriovorus HD100 Bacteria; 


1386929 1386888 69 


1388444 1388403 69 


1389920 1389875 65 


Proteobacteria; 


110 


110 


110 


gi 


228716754|ref|NR_027555.1| Burkholderia phymatum 


1386182 1387616 Burkholderia phymatum STM815 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


gi 


228716720|ref|NR_027554.1| Burkholderia tuberum 


1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


gi 


partial 
Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 


228716586|ref|NR_027553.1| Bdellovibrio 
sequence 1389197 1390490 Bdellovibrio 


Bdellovibrio. 

88610 Bacteria_16S 1397328 1397283 65 110 gi|228715764|ref|NR_027539.1| Methylobacterium 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

88610 Bacteria_16S 1406301 1406256 65 110 gi|219857143|ref|NR_024771.1| Acetobacter 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 1405568 1406981 Acetobacter 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 
88610 Bacteria_16S 


1418417 1418372 65 


110 


gi 


224581446|ref|NR_027228.1| Helcococcus ovis 


strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI 


88610 Bacteria_16S 


1423012 1422967 65 


110 


gi 


- Incertae Sedis; Helcococcus. 
224581443 |ref|NR_027225.1| Psychrobacter 


maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 


Bacteria; Proteobacteria; Gammaproteobacteria; 


88610 Bacteria_16S 


strain B4P 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


88610 Bacteria_16S 


antibioticus strain USAM 3C 16S ribosomal RNA, 


antibioticus Bacteria; 
Lysobacter. 
88610 Bacteria_16S 


1424532 1424491 69 


1429224 1429183 69 


110 


110 


gi 


Pseudomonadales; Moraxellaceae; Psychrobacter. 


224581442 |ref|NR_027224.1| Thauera phenylacetica 


1423741 1425251 Thauera phenylacetica Bacteria; 


gi 


partial 


224581439|ref|NR_027221.1| Lysobacter 
sequence 1428427 1429921 Lysobacter 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


1433848 1433803 65 


110 


strain GD521 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Staphylococcus. 


88610 Bacteria_16S 


1436923 1436882 69 


110 


gi 


224581433|ref|NR_027215.1]| Staphylococcus felis 


1433051 1434525 Staphylococcus felis Bacteria; 


gi 


profundus strain 506 16S ribosomal RNA, partial sequenc 
Thermales; T 


Bacteria; Deinococcus-Thermus; 


88610 Bacteria_16S 


strain S2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


88610 Bacteria_16S 


1438475 1438434 69 


1443121 1443076 65 


Deinococci; 


110 


110 


gi 


224581430|ref|NR_027212.1| Oceanithermus 

e 1436136 1437633 Oceanithermus profundus 
hermaceae; Oceanithermus. 
224581429|ref|NR_027211.1| Thauera aminoaromatica 


1437684 1439179 Thauera aminoaromatica Bacteria; 


gi 


strain M2000/95/1 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; 


88610 Bacteria_16S 


strain R7 16S ribosomal RNA, partial sequence 


88610 Bacteria_16S 


1446172 1446127 65 


1447728 1447683 65 


110 


110 


Pasteure 


gi 


224581426|ref|NR_027207.1| Actinobacillus scotiae 
1442329 1443825 Actinobacillus scotiae 
llales; Pasteurellaceae; Actinobacillus. 
224581423|ref|NR_027204.1| Psychrobacter arenosus 


1445391 1446881 Psychrobacter arenosus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


gi 


224581422|ref|NR_027203.1| Mogibacterium 


neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


Mogibacterium. 
88610 
ruhlandii strain 
Bacteria; 
88610 
strain SK-1T 16S 


Bacteria_16S 


1456726 1456685 69 


110 


gi 


Bacteria_16S 


1459553 1459508 65 


ribosomal RNA, partial sequence 


gi 


224581416 


EY3918 16S ribosomal RNA, partial sequence 14559 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
110 


224581413 


1458766 14602 


Ince 


ref 
66 1457283 Achro: 
Ac 


ref|NR_027194.1 


NR_027197.1 


rtae Sedis; 


Achromobacter 
mobacter ruhlandii 
hromobacter. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

88610 Bacteria_16S 1464197 1464152 65 110 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

88610 Bacteria_16S 1465712 1465671 69 110 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

88610 Bacteria_16S 1468720 1468679 69 110 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

88610 Bacteria_16S 1470269 1470224 65 110 gi|224581406|ref|NR_027187.1| Psychrobacter 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

88610 Bacteria_16S 1471801 1471760 69 110 gi|224581405|ref|NR_027186.1| Achromobacter 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
88610 Bacteria_16S 1473191 1473150 69 110 gi| 224581402 |ref|NR_024882.1| Burkholderia ambifaria 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 
88610 
subsp. 
subsp. 
88610 
denitrificans str 
denitrificans K60 
Alicycliphilus. 
88610 
nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 
88610 
strain SW32 16S r 
Proteobacteria; G 
88610 
9187 strain TA 4r 
Bacteria; Proteob 
88610 
ATCC 49989 strain 
ATCC 49989 Bacter 
88610 
strain 8025 16S r 
Proteobacteria; G 
88610 
phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 
88610 
cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 
88610 
strain B8 16S rib 
Proteobacteria; B 
88610 
strain B6 16S rib 
Proteobacteria; B 
88610 
citratiphilum str 
Bacteria; Proteob 


sciuri str 
sciuri Bac 


Bacteria_16S 
ain DSM 20345 16S ribosomal RNA, 
teria; Bacillales; 


Bacteria_16S 


Bacteria_16S 
vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; 


Bacteria_16S 


ia; 
Bacteria_16S 


acteria; 


Bacteria_16S 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 
Bacteria_16S 


88610 


1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


1479369 1479324 65 


Firmicutes; 
1480937 1480896 69 


1 Bacteria; 


1482464 1482419 65 


1483945 1483900 65 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
Bacteria_16S 


1496006 1495961 65 
16S ribosomal RNA, 


acteria; Gammaproteobacteria; 
Bacteria_16S 


1504984 1504939 65 


Proteobacteria; 


1472412 1473865 Burkholderia ambifar 
rkholderiaceae; 


110 


110 


110 


110 


gi 
compl 


Staphyl 


gi 


gi 


Fusobac 


gi 


219878381 


ococcus. 
219878371 


ain K601 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


219878151 
partial 
teria; Fus 


219857506 


1483159 14846 


164-47 16S ribosomal RNA, partial sequence 


Firmicutes; 
1512448 1512403 65 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pasteurellac 
Bacteria_16S 
train FiPS3 16S ribosomal RNA, partial 
Proteobacteria; 


1516960 1516915 65 


1533695 1533654 69 


1548954 1548913 69 


osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aquabacterium. 
Bacteria_16S 


1550420 1550379 69 


osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aquabacterium. 
Bacteria_16S 


1551888 1551847 69 


1553380 1553335 65 


Clostridia; 


Deltaproteobacteria; 


110 


110 


110 


110 


110 


gi 


gi 


219857425 
sequence 
a; Burkhol 


219857245 


1548180 15495 


gi 


219857244 


1549646 15510 


gi 


ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
Bacteria_16S 


gi 


strain ATCC 29914 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 


219857243 
ence 15511 
riales; 
219857220 


ete sequence 1478573 14801 


Desulfobacterales 


Aquabacterium. 
NR_024848.1 


Burkholde 
ref 
ref 

1480151 14816 
Burkholderiales 
ref 
sequence 14817 


obacteriales; F 


ref 


Halomonadaceae; Kushneri 

110 gi| 219846691 |ref|NR_026283.1 

complete sequence 1495267 1496682 Tolum 

Aeromonadales; Aeromonadaceae; To 

110 gi|219846440|ref|NR_026031.1 

1504208 15055 

Clostridiales; Eubacteriaceae; Euba 

110 gi| 219878127 |ref|NR_025266.1 
1511717 15130 

eae; Histophilu 

110 gi|219873435|ref|NR_025194.1 

sequence 1516159 15175 


ref 
1532915 15343 
deriales; Burkh 


ref 


ref 


ref 
12 1552529 Aquab 


NR_025520.1 


NR_025510.1 


NR_025290.1 


NR_025094.1 
53 Kushneria marisflavi Bacteria; 


NR_025013.1 


NR_024875.1 
95 Aquabacterium 


NR_024874.1 
61 Aquabacterium 


NR_024871.1 


ia AMMD Bacteria; 
ria; Burkholderia cepacia 


Staphylococcus sciuri 
00 Staphylococcus sciuri 
Alicycliphilus 


52 Alicycliphilus 


; Comamonadaceae; 
Fusobacterium 
03 1483108 Fusobacterium 


usobacteriaceae; 
Kushneria marisflavi 


a. 
Tolumonas auensis DSM 
onas auensis DSM 9187 
lumonas. 

Eubacterium saphenum 
50 Eubacterium saphenum 
cterium. 

Histophilus somni 


77 Histophilus somni Bacteria; 


Ss. 
Desulfotignum 
96 Desulfotignum 
; Desulfobacteraceae; 


Burkholderia 
22 Burkholderia 
olderiaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
acterium citratiphilum 


ref 


Providencia stuartii 


1552580 1554073 Providencia stuartii Bacteria; 


88610 


kestanbolensis st 
kestanbolensis Ba 


88610 


papyrosolvens DSM 
2782 Bacteria; 


88610 


strain CCUG 47334 
Bacteria; 


88610 


stercoricanis str 
stercoricanis Bac 


88610 


strain R-13291 16 


88610 


strain R-10289 16 


88610 


strain 75-80 16S 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; G 


88610 


mediatlanticus st 
mediatlanticus Ba 


88610 


strain R5292 16S 


88610 


strain 4-1 16S ri 
Firmicutes; 


88610 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


88610 


strain NF11 16S r 


88610 


strain NF23 16S r 


88610 


strain LMG 3475 1 


88610 


strain JK 615 16S 
Firmicutes; 


88610 


strain LMG 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


cteria; 


Clostridia; 


teria; 


cteria; 


Bacillales; 


1562333 1562292 65 


Firmicutes; 
1577341 1577296 65 


2782 16S ribosomal RNA, 
Firmicutes; 


Clostridia; 
1614053 1614008 65 
1623156 1623115 69 


Proteobacteria; 
1653512 1653471 69 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


1655059 1655018 69 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


1659678 1659633 65 


ribosomal RNA, partial sequence 


1680964 1680923 69 


1682520 1682483 73 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1685540 1685499 65 


bosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
1686984 1686943 69 


Proteobacteria; 


1722294 1722249 65 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


1723835 1723790 65 


ibosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


1725353 1725312 69 


1732893 1732848 65 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


1749652 1749607 65 


Bacillales; 


Clostridiales; 


106 gi 


rain K4 16S ribosomal RNA, partial sequence 
Bacillaceae; 


110 gi 


complete sequence 15765 
Clostridiac 


110 gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


110 gi 


ain 5BAC4 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


110 gi 


110 gi 


rain TR 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


110 gi| 219878435 

1658880 16603 
110 gi|219878421 
Deinococci; Thermal 
110 gi|219878420 


106 gi 


110 gi 


in N2-214 16S ribosomal RNA, partial s 


eria; Betaproteobacteria; 


110 gi 


110 gi 


110 gi 


6S ribosomal RNA, partial sequence 1724592 17259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


110 gi 


110 gi 


1746 16S ribosomal RNA, partial sequence 1748919 17503 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


88610 


strain LMG 


Bacteria_16S 


1751144 1751099 65 


110 gi 


1625 16S ribosomal RNA, partial sequence 1750411 17518 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


88610 


strain LMG 
Firmicutes; 


88610 


halodurans strain 
Bacteria; 


88610 


strain 525 16S ri 


88610 
strain 


88610 


strain CCUG 43457 
Bacteroidetes; 


88610 


Bacteria_16S 
18422 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacillales; 


1752698 1752653 65 


Bacillaceae; 
1766349 1766304 65 


1769318 1769277 69 


bosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


1784373 1784328 65 


110 gi 


16S ribosomal RNA, partial sequence 1751903 17534 
Bacillus. 


110 gi 


34Alc 16S ribosomal RNA, partial sequence 17655 
Proteobacteria; Gammaproteobacteria; 


Chromati 
110 gi 


110 gi 


: LMG 20969 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Bacteria_16S 


Bacteria_16S 


Bacteroidia; 


1785905 1785860 65 


1787417 1787372 65 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


110 gi 
Porphyromona 
110 gi 


Clostridiales Fa 


1652728 16542 


1654275 16557 


1681727 16832 
Actinomycineae 


1684753 16861 


1721510 17230 


1723051 17245 


1732113 17335 


1768558 17700 


219846143 
Ano 
219846510 
219878467 
16132 
219878461 
Burkh 


219878439 


219878438 


219878418 


219878417 
equence 
Hydrog 


219878393 


219878392 


219878391 


219878386 


Butyrivib 
219878374 


Acetobacte 
219878373 


Acetobacte 
219878372 


219878360 


ales; Ecto 
219878358 


219878347 
17835 
Halomonad 
219878345 
17851 
daceae; Dy 


ref |NR_025733.1 
1561538 156291 


1622384 162383 
olderiales; Alca 
ref|NR_025578.1 


aceae; Thermomon 
ref|NR_025577.1 


aceae; Thermomon 
ref|NR_025574.1 


rimontia. 
ref|NR_025560.1 

1680196 168167 
Thermaceae; 
NR_025559.1 


es; 
ref 


; Actinomycetace 
ref|NR_025557.1 


NR_025556.1 
1686206 168766 
enophilales; Hyd 


ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025530.1 


ae; Comamonas. 
ref|NR_025525.1 
87 Butyrivibrio 
rio. 
ref|NR_025513.1 
raceae; Acetobac 
ref|NR_025512.1 


raceae; Acetobac 
ref|NR_025511.1 


ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref |NR_025497.1 


Nautilia. 

ref|NR_025486.1 
87 1785079 Halomo 
aceae; 
ref|NR_025484.1 
30 1786580 Dysgon 
sgonomonas. 


219878344 


neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Halorhodospira. 


Halomonas. 


Anoxybacillus 
3 Anoxybacillus 


xybacillus. 

ref|NR_026102.1| Clostridium 

77 1578067 Clostridium papyrosolvens DSM 
eae; Clostridium. 

ref|NR_025606.1| Helcococcus sueciensis 
59 1614770 Helcococcus sueciensis 

mily XI. Incertae Sedis; Helcococcus. 
ref|NR_025600.1] Sutterella 


8 Sutterella 
ligenaceae; Sutterella. 
Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Psychrobacter luti 
luti Bacteria; 
m. 

Psychrobacter fozii 
fozii Bacteria; 
Lae 

Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Halomonas muralis 
nas muralis Bacteria; 


Dysgonomonas mossii 
omonas mossii Bacteria; 


ref |NR_025483.1 
1786631 178798 


Halorhodospira 
6 Halorhodospira 


88610 
decolorationis st 
decolorationis Ba 


Bacteria_16S 
rain LMG 19507 16S ribosomal RNA, partia 
Bacillales; 


1802585 1802540 65 


cteria; Firmicutes; 


88610 
LMG 


88610 


strain DSM 10404 
Bacteria; 


88610 


marincola strain 
marincola Bacteri 


88610 


19981 16S rib 
Proteobacteria; 


Bacteria_16S 
Bacteria_16S 
Firmicutes; 


Bacteria_16S 


Bacteria_16S 


16S ribosomal RNA, 


1814883 1814842 69 


osomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


1824121 1824076 65 


Bacillales; 
1825681 1825636 65 


1827159 1827114 65 


submarinus strain 
submarinus Bacter 
88610 
limicola strain G 
limicola Bacteria 
88610 
denitrificans str 
denitrificans Bac 
Sterolibacterium. 
88610 
haemolytica strai 
haemolytica Bacte 
Thermomonas. 
88610 
israelensis strai 


Bacteria_16S 
n A50-7-3 16S ribosomal RNA, partial s 


Bacteria_16S 


1830117 1830076 69 


1836169 1836128 69 
teria; Proteobacteria; 
1850083 1850042 69 
ria; Proteobacteria; 


1863576 1863531 65 


110 


110 


110 


110 


110 


110 


110 


110 


110 


gi 


Bacill 


gi 


1814099 18155 


gi 


complete sequence 


Bacillaceae; Halobaci 


gi 


KMM 277 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


gi 


KMM 225 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 
olChil 16S ribosomal RNA, 
; Proteobacteria; Betaproteobacteria; 
Bacteria_16S 
ain Chol-1S 16S ribosomal RNA, 


gi 


complete sequence 


gi 


complete 
Betaproteobacteria; 


gi 


Gammaproteobacteria; 


gi 


219878334 


aceae; Bac 
219878326 


219878320 

18233 

llus. 
219878319 


Pseudomo 
219878318 


219878316 


Rhodocycla 
219878311 
sequence 
Rhodo 


219878302 
equence 
Xantho: 


219878292 
18627 


1 sequence 1801788 18032 


Pseudomonadales; 


NR_025473.1 
9 


ref 


illu 
ref 


S. 
NR_025465.1 


ref|NR_025459.1 


ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
Moraxe 
ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodoc 


ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


ref|NR_025431.1 
71 1864302 Chromo 


Bacillus 
0 Bacillus 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
Fulvimonas. 


Halobacillus trueperi 


01 1824836 Halobacillus trueperi 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Sterolibacterium 

8 Sterolibacterium 

yclaceae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Chromohalobacter 
halobacter israelensis 


n Bal 16S ribosomal RNA, partial sequence 


Bacteria; 


88610 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


88610 


strain HK85 16S r 
Proteobacteria; 


88610 


thiooxidans strai 
thiooxidans Bacte 


88610 


chacoense strain 
Bacteria; 


88610 


strain DSM 11713 
Firmicutes; 


88610 


psychrotolerans s 
psychrotolerans B 


88610 


strain DSM 5651 1 
Proteobacteria; 


88610 


strain DSM 11334 
Proteobacteria; 


88610 


strain LMG 1945, 
Proteobacteria; 


88610 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


88610 


sanguinicola stra 
sanguinicola Bact 


88610 


strain DSM 12654 
Firmicutes; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacil 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacil 
Bacteria_16S 


lales; 


acteria; 


eria; 


Proteobacteria; Gammaproteobacteria; 


1865158 1865113 65 


1875780 1875735 65 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; Pa 


1878836 1878795 69 


1889731 1889686 65 


1891308 1891267 65 


Bacillaceae; 
1892829 1892788 65 


Firmicutes; 
1895961 1895916 65 


1897507 1897466 69 


1899049 1899008 69 


1901937 1901900 73 


1909105 1909060 65 


Firmicutes; 
1912121 1912076 65 


Planococcaceae; 
1922878 1922837 69 


110 


110 


110 


110 


106 


106 


110 


110 


110 


110 


110 


110 


Ureibaci 
110 


Oceanospirillales; 


gi 


ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


gi 


1874987 18764 


gi 


n CS-K2 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteri 


gi 


PR5 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rhizobiale 


gi 


16S ribosomal RNA, partial sequence 1890504 18919 
Bacillus. 


gi 


train DSM 11706 16S ribosomal RNA, par 
Bacillales; 


Bacil 
gi 


6S ribosomal RNA, partial sequence 1895145 18966 
Deltaproteobacteria; Desulfobacterales; 


gi 


16S ribosomal RNA, partial sequence 1896710 18982 
Betaproteobacteria; Burkholderiales; Al 


gi 


R8846 16S ribosomal RNA, partial seque 
Betaproteobacteria; Burkholderiales; Al 


gi 


ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 


gi 


in CCUG 43001 16S ribosomal RNA, parti 
Lactobacillales; Aer 


gi 


16S ribosomal RNA, partial sequence 1911333 19128 
lales; 


llus. 
gi 


219878291 
sequence 
a; Oceanos 


219878284 


steurellac 
219878282 


a; Burkhol 
219878272 
e 18889 
s; Phyll 
219878270 


219878269 
tial seque 
laceae; Ba 
219878267 


Desulfoba 
219878265 


caligenace 
219878264 
nce 18982 
caligenace 
219878262 
ial sequen 
e; Actinom 


219878257 
al sequenc 
ococcaceae 
219878255 


Halomonadaceae; 
ref |NR_025430.1 

1864353 186588 
pirillales; Halo 
ref |NR_025423.1 
eae; Haemophilu 
ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; 
ref |NR_025409.1 


ref 
nce 
cillus. 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025404.1 


NR_025408.1 
189204 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025401.1 
ce 1901160 190257 
ycetales; 


ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025394.1 
21 Ureibacillus 


219878246 


Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
s. 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Mesorhizobium 
izobium chacoense 


Mesorhizobium. 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Aerococcus 
6 Aerococcus 


Ureibacillus terrenus 


terrenus Bacteria; 


ref |NR_025385.1 


Ralstonia 


mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 


88610 


strain L1/68 16S 


88610 


strain CHO01A 16S 


88610 


nitrativorans str 
nitrativorans Bac 


88610 


strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


88610 


subsp. parafaecalis strain G 16S ribosomal RNA, partial 
subsp. parafaecalis Bacteria; Proteobacteria; Betaprote 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Alcaligenes. 


88610 


strain BM5 16S ri 


88610 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


88610 


phenolica strain 
Bacteria; 


88610 


ferrugineus strai 


ferrugineus Bacteria; Proteobacteria; Deltaproteobacter 
Cystobacteraceae; Cystobacter. 

88610 Bacteria_16S 1990086 1990041 65 110 gi 
proteamaculans strain DSM 4543 16S ribosomal RNA, parti 
proteamaculans Bacteria; Proteobacteria; Gammaproteobac 
Serratia. 

88610 Bacteria_16S 1991634 1991589 65 110 gi 


strain DSM 30063 


88610 


strain DSM 4576 1 


88610 


strain DSM 12358 


88610 


strain DSM 4594 1 


88610 


strain DSM 30118 


88610 
DSM 


5563 16S ribo 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Gammaproteobacteria; 


88610 


proteus strain 42 
Bacteria; 


88610 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


88610 


strain Eb 13/82 1 


88610 


strain ATCC 15257 
Bacteria; 


88610 


strain ATCC 15253 


88610 


carotovorum subsp. 


Enterobacteriales; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


1927497 1927452 65 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


1935088 1935047 69 
1936573 1936532 69 
Proteobacteria; 


1947297 1947256 69 


1965547 1965506 69 


1967038 1966997 65 


1971347 1971306 69 


1976024 1975979 65 


1987003 1986958 65 


n Cb fel8 16S ribosomal RNA, 


1993177 1993132 65 


1994725 1994680 65 


1996260 1996215 65 


1997805 1997760 65 


1999344 1999299 65 


2000878 2000833 65 


2002414 2002369 65 


2003946 2003901 65 


2022012 2021967 65 


2023501 2023456 65 


2028012 2027967 65 


2041715 2041674 69 


110 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


110 gi 
Betaproteobacte 
110 gi 


110 


106 


bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 


110 


110 


110 


110 


110 


110 


110 


Enterobac 

110 gi| 219878196 
Enterobacteriaceae; Pragi 
110 gi| 219878195 
20000 

Enterobacteriales; 

110 gi| 219878194 


110 


110 


110 


110 


110 


gi 


1926697 19282 


gi 


1934336 19357 


ain 23310 16S ribosomal RNA, partial s 
teria; 


gi 


gi 


1966261 19677 


gi 


n GSF30 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteri 


gi 


PhOl 16S ribosomal RNA, partial sequen 


Proteobacteria; Deltaproteobacteria; Desulfob 


gi 


complete 


16S ribosomal RNA, partial sequence 1990842 19923 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


6S ribosomal RNA, partial sequence 1992387 19938 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


16S ribosomal RNA, partial sequence 1993927 19954 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


6S ribosomal RNA, partial sequence 1995493 19969 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


16S ribosomal RNA, partial sequence 1997016 19985 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


somal RNA, partial sequence 1998561 2000045 Pragi 
Enterobacteriales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi 


6S ribosomal RNA, partial sequence 2003168 20046 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobac 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


gi 


odoriferum strain LMG 17566 16S ribo 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 


Enterobacteriaceae; Pectobacterium. 


gi 


219878243 


anthomonad 
219878238 


s; Campylo 
219878237 
equence 

ria; Burkh 
219878230 


caligenace 

219878218 
sequence 
obacteria; 


219878217 


matiaceae; 
219878214 


a; Burkhol 


219878211 
ce 19752 
acterales; 
219878204 
sequence 

ia; Myxoco 


219878202 
al sequenc 
teria; Ent 


219878201 


Enterobac 
219878200 


Enterobac 
219878199 


Enterobac 
219878198 


Enterobac 
219878197 


Enterobac 
219878193 


Enterobac 
219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
219878177 
somal RNA, 


ref|NR_025382.1 
aceae; Ignatzsch 
ref|NR_025377.1 
49 Campylobacter 
bacteraceae; 
ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025369.1 


ae; Bordetella. 
ref |NR_025357.1 

1964797 196621 
Burkholderiales 
ref|NR_025356.1 
Thiocapsa. 
ref|NR_025353.1 

1970584 197204 
deriales; 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 


ref |NR_025340.1 
teriaceae; Serra 
ref |NR_025339.1 


teriaceae; Serra 
ref |NR_025338.1 


teriaceae; Serra 
ref |NR_025337.1 


teriaceae; Rahne 
ref |NR_025336.1 


teriaceae; Prote 
ref |NR_025335.1 
a fontium Bacter 
a. 

ref |NR_025334.1 
Enterobacteriac 
ref |NR_025333.1 


teriaceae; Lemin 
ref |NR_025332.1 


teriaceae; Budvi 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref |NR_025316.1 
partial sequenc 


219878167 


broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Bordetella petrii 


20 Bordetella petrii Bacteria; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Herbaspirillum 
9 Herbaspirillum 


Oxalobacteraceae; 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 

Cystobacter 
9 Cystobacter 
terineae; 


Serratia 
1 Serratia 


Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tilas 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 
Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


ref|NR_025306.1 
2040918 204243 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Pseudoxanthomonas. 

88610 Bacteria_16S 
nitritireducens s 
nitritireducens B 
Stenotrophomonas. 
88610 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; 
88610 Bacteria_16S 
roseopersicina st 


88610 Bacteria_16S 
strain 58Eu 16S r 
Proteobacteria; 
88610 Bacteria_16S 
strain 47Lol 16S 
Proteobacteria; 

88610 Bacteria_16S 
defragrans strain 
Bacteria; Proteob 
88610 Bacteria_16S 


thermolithotrophum strain BSA 16S ribosomal RNA, partia 
thermolithotrophum Bacteria; Aquificae; Aquificales; De 


88610 Bacteria_16S 
Soel 16S ribosoma 
Gammaproteobacteria; 
88610 Bacteria_16S 
hydrothermalis st 


Thermomonas. 
88610 Bacteria_16S 
strain HSL-3 16S 
Firmicutes; Bacil 
88610 Bacteria_16S 
strain AU2944 16S 
Proteobacteria; 
88610 Bacteria_16S 

microaerophila strain 


microaerophila Bacteria; 


Thioalkalispira. 
88610 Bacteria_16S 


strain H-8 16S ribosomal 
Proteobacteria; Alphapro 


88610 Bacteria_16S 
salitolerans stra 
salitolerans Bacteria; 
Swaminathania. 
88610 Bacteria_16S 
strain YKJ-103 16 
Proteobacteria; 
88610 Bacteria_16S 
henchirensis stra 
henchirensis Bacteria; 
88610 Bacteria_16S 

hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


88610 Bacteria_16S 


taiwanensis strain CB- 


taiwanensis Bacteria; 
Pseudoxanthomonas. 
88610 Bacteria_16S 
strain K9951 16S 
Proteobacteria; 


88610 Bacteria_16S 


taiwanensis strain WR- 


taiwanensis Bacte 
88610 


ria; 
Bacteria_16S 


acteria; 


ribosomal RNA, 
lales; 


riboso 
Betaproteobacteria; 


in PA 5 


S ribos 


in TMB8 


ain HKU 
teria; 


ribosomal RNA, 
Gammapro 


2043273 2043232 69 
Proteobacteria; 


2044850 2044809 69 


2061818 2061773 65 


Proteobacteria; 
2067835 2067794 69 


ibosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


2069367 2069326 69 


2074004 2073963 69 


2087837 2087792 65 


2089296 2089251 65 


1 RNA, partial sequence 
Xanthomonadales; 


2093843 2093802 69 


rain SGM-6 16S ribosomal RNA, 
hydrothermalis Bacteria; 


Proteobacteria; 
2119745 2119700 65 
Bacillaceae; 


2122734 2122693 69 


2127327 2127282 65 


ALEN 1 16S ribosomal RNA, partial 
Gammaproteobac 


Proteobacteria; 


2154376 2154331 65 


2160400 2160355 65 
P 


2175694 2175649 65 


2178709 2178668 69 


Proteobacteria; 
2183248 2183211 73 


2184734 2184693 69 
22 
Proteobacteria; 


2187819 2187774 65 


RNA, partial sequence 
teobacteria; Rhodospirillales; 


110 


train L2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


110 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; xX 


110 


rain DSM 229 16S ribosomal RNA, partia 
roseopersicina Bacteria; 


110 


110 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


110 


54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


110 


110 


2088549 2089942 Ne 
Sinobacteraceae; 


110 


110 


partial sequence 
Halobacillus. 


110 


mal RNA, partial sequence 
Burkholderiales; 


110 


110 


110 


110 


omal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


110 


34 16S ribosomal RNA, partial s 
Betaproteobacter 


110 


110 


6 16S ribosomal RNA, partial sequ 
Gammaproteobacter 


110 


partial sequence 
teobacteria; Legionellales; Leg 


partial 
Gammaproteobac 


gi| 219878166 


219878165 
20 


gi 


219878149 
1 


gi 


gi| 219878145 
2067059 20 
Rhodocyclac 
gi| 219878144 
2068593 20 
Rhodocyclac 
gi| 219878141 
ence 20 
riales; 
219878131 
1 
su 
219878130 


gi 


gi 


Nevskia. 
219878126 

sequence 

teria; 


gi 


gi|219857655 
2118933 21204 


gi| 219857653 
2121958 21233 
Bu 
gi| 219857650 
sequence 


teria; 


gi| 219857632 
2153652 21550 
Ac 


gi|219857628 


1 16S ribosomal RNA, partial sequence 
roteobacteria; Alphaproteobacte 


ria; 
gi|219857616 
2174910 21764 
Mor 
219857614 
equence 
ia; 
219857611 


gi 


gi 


8 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
Actinomyces. 


219857609 
ence 


gi 
ia; 


gi|219857607 
2187032 21885 


2193851 2193810 69 110 gi| 219857603 
30 16S ribosomal RNA, partial sequence 

Deinococcus-Thermus; Deinococci; Thermales; 
2195367 2195322 65 110 gi| 219857602 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Rhodococcus. 


Xanthomonadales; 


440 


sequence 


Gammaproteobacteria; Chromatiales; 


685 
eae; 


700 
eae; 


732 
Al 


sequence 
lfurobac 


vskia r 


Xanthomonadales; 


Chromat 


etobacte 


Rhodo 


axellace 


Burkho 


Actinomycet 


Xanthomonadales; 


ref|NR_025305.1 
2042490 204400 


ref |NR_025304.1 


Luteimon 
ref |NR_025288.1 

2061023 206241 
ref |NR_025284.1 


Th 
ref 


auera. 
NR_025283.1 


Thauera. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025269.1 
amosa Bacter 


NR_025265.1 
2093069 209454 
4 


ref|NR_025244.1 


ref |NR_025242.1 
Ralstonia. 
NR_025239.1 
126557 212798 
iales; Ectot 


ref 
2 


ref |NR_025221.1 


race 
ref 


ae; Rubritep 
NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref |NR_025203.1 
177978 217937 
lderiales; 
ref|NR_025200.1 
182453 218387 
ales; Actino 


ND 


is} 


ref |NR_025198.1 
183928 218546 


Xanth 


ND 


ref |NR_025196.1 
Legionella. 

NR_025191.1 
193088 219457 
Thermaceae; Mei 
ref |NR_025190.1 
194621 219603 


ref 


ND 


is} 


xX 


a 


Comamonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
anthomonadaceae; 


Ss. 
Lamprocystis 
5 Lamprocystis 


Chromatiaceae; Lamprocystis. 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Nevskia ramosa strain 
ia; Proteobacteria; 


Thermomonas 
6 Thermomonas 


anthomonadaceae; 


Halobacillus salinus 


54 Halobacillus salinus Bacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 
rkholderiaceae; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Swaminathania 

2 Swaminathania 

tobacteraceae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 

am 

Ramlibacter 

0 Ramlibacter 
Ramlibacter. 
Actinomyces 

7 Actinomyces 

mycineae; 


Pseudoxanthomonas 
6 Pseudoxanthomonas 


omonadaceae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 
ionellaceae; 


Meiothermus 
0 Meiothermus 
othermus. 
Rhodococcus 
1 Rhodococcus 


88610 
strain 128 16S ri 
Tenericutes; Moll 
88610 
strain MX9 16S ri 
Tenericutes; Moll 
88610 
strain H831 16S r 
Tenericutes; Moll 
88610 
strain 1340 16S r 
Tenericutes; Moll 
88610 
hongkongensis str 
hongkongensis Bac 
88610 
thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 
88610 
ATCC 43380 16S ri 
Proteobacteria; G 
88610 
NCTC 5923 16S rib 
Proteobacteria; G 
88610 
strain ATCC 33638 
Bacteria; Proteob 
88610 
pseudotuberculosi 
pseudotuberculosi 
Yersinia. 

88610 
venustensis strai 
Bacteria; Proteob 
88610 
strain Pl 16S rib 
Proteobacteria; D 
88610 
strain DSM 11853 
Proteobacteria; 
88610 
campinensis strai 
Bacteria; Proteob 
88610 
strain 105 16S ri 
Tenericutes; Moll 
88610 
strain 852 16S ri 
Tenericutes; Moll 
88610 
phocicerebrale st 
phocicerebrale Ba 
88610 
strain MIT 97-507 
Proteobacteria; E 
88610 
strain KF46F 16S 


B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2198465 2198420 65 110 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2199964 2199919 65 110 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2209020 2208975 65 110 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216545 2216500 65 110 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2230182 2230141 69 110 gi 
ain HKU1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Betaproteobacte 
2236299 2236254 65 110 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


gi 


2239322 2239277 65 110 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2240833 2240788 65 110 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242344 2242299 65 110 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2243855 2243810 65 110 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


gi 


2263856 2263811 65 110 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2268531 2268486 65 110 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2274603 2274562 69 110 gi 


etaproteobacteria; Burkholderiales; Bu 
2276137 2276096 69 110 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2279217 2279172 65 110 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2280729 2280688 69 110 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2282239 2282194 65 110 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2292782 2292741 69 110 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2304758 2304717 69 110 gi 
ribosomal RNA, partial sequence 


2197691 21991 


2199190 22006 


2208244 22096 


2215772 22172 


2238534 22399 


2240045 22415 


2267708 22692 


16S ribosomal RNA, partial sequence 2273825 22753 


2278443 22799 


2279959 22814 


2303983 23054 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
88610 Bacteria_16S 2307857 2307816 69 110 gi| 219857524 
strain K24 16S ribosomal RNA, partial sequence 2307079 23085 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
88610 Bacteria_16S 2313902 2313857 65 110 gi| 219857520 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 23131 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

88610 Bacteria_16S 2315404 2315363 69 110 gi| 219857519 
strain KCTC 12005 16S ribosomal RNA, partial sequence 23146 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
88610 Bacteria_16S 2318389 2318348 69 110 gi| 219857517 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
88610 Bacteria_16S 2319981 2319940 69 110 gi| 219857516 


219857600 


219857599 


219857593 


219857588 


219857579 
quence 

ria; Neiss 
219857575 
quence 
eria; Desu 
219857573 


Enterobac 
219857572 


Enterobac 
219857571 
22415 
cteriales; 
219857570 

partial s 
obacteria; 


219857557 
ence 22630 
irillales; 
219857554 


Desulfoba 
219857550 


rkholderia 
219857549 
nce 22753 
riales; Bu 
219857547 


219857546 


219857545 
equence 

lasmatacea 
219857536 
22920 
s; Helicob 
219857526 


ref |NR_025188.1 


ref |NR_025187.1 


ref|NR_025181.1 


ref |NR_025176.1 


NR_025167.1 
2229404 223086 
eria Neisser 
NR_025163.1 
2235498 223697 
lfovibrionales; 


ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025142.1 


cter 
ref 


aceae; Desul 
NR_025138.1 
ceae; Cupriavidu 
ref |NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025135.1 


ref|NR_025134.1 


ref|NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025114.1 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Cupriavidus 
vidus campinensis 
Cupriavidus. 
Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma 
0 Mycoplasma 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 


ae; Xenophilus. 

ref|NR_025112.1| Pigmentiphaga kullae 

60 Pigmentiphaga kullae Bacteria; 

ae; Pigmentiphaga. 

ref|NR_025108.1| Salinicoccus 

25 2314583 Salinicoccus alkaliphilus 

ref|NR_025107.1| Comamonas koreensis 

34 2316097 Comamonas koreensis Bacteria; 

ae; Comamonas. 

ref|NR_025105.1| Pseudoxanthomonas 

82 2319121 Pseudoxanthomonas mexicana 

anthomonadaceae; Pseudoxanthomonas. 

ref|NR_025104.1] Stenotrophomonas 
2319172 2320713 Stenotrophomonas 


acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Stenotrophomonas. 
88610 
stercorarium subs 


Clostridiaceae; C 


Bacteria_16S 


2326052 2326007 65 110 gi 


p- leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. leptospartum Bacteria; 
lostridium. 


219857512 
ribosomal 


88610 Bacteria_16S 2330493 2330452 69 110 gi| 219857509 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 23312 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
88610 Bacteria_16S 2332015 2331974 69 110 gi| 219857508 
canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; 
Helicobacter. 

88610 Bacteria_16S 2353085 2353044 69 110 gi|219857492 
denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
88610 Bacteria_16S 2363853 2363808 65 110 gi| 219857485 


strain ATCC49733 
Proteobacteria; 

88610 
spermatophilum st 
spermatophilum Ba 
88610 


Bacteria_16S 


2368415 2368374 69 110 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2369897 2369856 69 110 


16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pa 


steurellac 
219857481 

sequence 

lasmatacea 
219857480 


Firmicutes; 


Campylobacterales; 


Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


ribosomal RNA, partial sequence 


gi 
2369126 23705 


ref 
RNA, 


NR_025100.1 
partial seq 


ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025096.1 

2331268 233272 
He 


ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025073.1 


eae. 
ref|NR_025069.1 

2367647 236907 
Mycoplasma. 
NR_025068.1 


e; 
ref 


Clostridia; 


Clostridium 
uence 2325260 2326777 
Clostridiales; 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 

Helicobacter 
4 Helicobacter 
licobacteraceae; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


icutes; Mycoplasmataceae; Mycoplasma. 


88610 


Bacteria_16S 


2371408 2371367 69 


strain MH5408 16S 
Tenericutes; Moll 


110 


ribosomal RNA, partial sequence 


gi] 219857479 
2370638 23720 


ref|NR_025067.1 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


icutes; Mycoplasmataceae; Mycoplasma. 


88610 


Bacteria_16S 


2372917 2372876 69 


strain PG15 16S r 
Tenericutes; Moll 


ibosomal RNA, partial sequence 


110 


gi| 219857478 
2372144 23736 


ref|NR_025066.1 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


icutes; Mycoplasmataceae; Mycoplasma. 


88610 


strain R171 16S r 
Tenericutes; Moll 


88610 


strain PG30 16S r 
Tenericutes; Moll 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2374423 2374382 69 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2375934 2375893 69 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


strain MMP-1 16S 

Tenericutes; Moll 
88610 
columbinasale str 
columbinasale Bac 
88610 
strain G122 16S r 
Tenericutes; Moll 
88610 
strain LMG 16225 
Proteobacteria; 

88610 
caledonica strain 
caledonica Bacter 
88610 
yonseiensis strai 
Bacteria; Firmicu 
88610 
strain YKJ-16 16S 
Proteobacteria; G 
88610 
viterbiensis stra 
viterbiensis Bact 
88610 
strain SPS-1037 1 
Proteobacteria; B 


B 


110 


110 


gi| 219857477 
2373653 23751 


gi| 219857476 
2375159 23766 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2385026 2384985 69 110 gi 


etaproteobacteria; Burkholderiales; Bu 
2386550 2386509 69 110 gi 
LMG 19076 16S ribosomal RNA, partial 


ia; Proteobacteria; Betaproteobacteria 
2388084 2388039 65 110 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2391129 2391084 65 110 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2406293 2406248 65 110 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2410922 2410881 69 110 gi 


2377447 2377406 69 110 gi| 219857475 
ribosomal RNA, partial sequence 2376676 23781 
icutes; Mycoplasmataceae; Mycoplasma. 

2378955 2378914 69 110 gi| 219857474 
ain 694 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae 

2380461 2380420 69 110 gi| 219857473 


2379691 23811 


219857470 


16S ribosomal RNA, partial sequence 2384259 23857 


rkholderia 
219857469 
sequence 

; Burkhold 
219857468 
nce 23873 
s; Thermoa 
219857466 


2390343 23918 


Halomonad 
219857456 
1 sequence 
iales; Clo 
219857453 


6S ribosomal RNA, partial sequence 2410156 24116 


88610 


strain AML-C10 16 


Bacteria_16S 


etaproteobacteria; Burkholderiales; Tepidimonas. 
2414054 2414009 65 110 gi|219857451 
S ribosomal RNA, partial sequence 2413261 24147 


Proteobacteria; G 
88610 
kellyi strain BII 


Bacteria; Proteob 


Bacteria_16S 


ammaproteobacteria; Methylococcales; M 
2424843 2424802 69 110 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


ethylococc 
219857442 
24240 
ales; Halo 


88610 


Bacteria_16S 


2429184 2429139 65 


110 


gi|219857438 


Sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 


ref|NR_025065.1 


ref |NR_025064.1 


ref|NR_025063.1 


ref|NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1 


ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_025054.1 


aceae; Halomonas 
ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025041.1 


ref|NR_025039.1 
aceae; Methylosa 
ref |NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Burkholderia fungorum 


fungorum Bacteria; 


ia. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Thermoanaerobacter 
anaerobacter yonseiensis 
; Thermoanaerobacter. 
Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Caloramator 
6 Caloramator 
oramator. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Halothiobacillus 

iobacillus kellyi 
Halothiobacillus. 


ref |NR_025026.1 
2428395 242981 


Desulfotomaculum 
8 Desulfotomaculum 


88610 
cinnamivorans str 
cinnamivorans Bac 
88610 
strain DSM 1105 1 
Proteobacteria; B 
88610 
psychrophilus str 
psychrophilus Bac 
Methylobacter. 
88610 
paradoxus strain 
Bacteria; Proteob 
88610 
strain ATCC 33531 
Bacteria; Proteob 
88610 
strain Z-2189 16S 
Firmicutes; Clost 
88610 
nitratis strain A 
Bacteria; Proteob 
88610 
strain 3T 16S rib 
Tenericutes; Moll 
88610 
strain B1/Tl1 16S 
Tenericutes; Moll 
88610 
strain 3CB-1 16S 
Proteobacteria; 
88610 
strain MF63 16S r 
Proteobacteria; B 
88610 
beliardensis stra 
beliardensis Bact 
88610 
strain DSM 12769 
Proteobacteria; 
88610 
strain Z 16S ribo 
Clostridia; Clost 
88610 
hyointestinalis s 


B 


G 


Campylobacterales 
88610 
strain LMG 3413 1 
Proteobacteria; B 
88610 
palleronii strain 
palleronii Bacter 
88610 
strain CCUG 2113 
Proteobacteria; 
88610 
strain ATCC 19624 
Proteobacteria; B 
88610 
mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 
88610 
asinigenitalis st 
asinigenitalis Ba 


B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Campylobacter hyointestinalis subsp. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


2430651 2430606 65 110 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2436750 2436709 69 110 gi 


qu 
di 


etaproteobacteria; Burkholderiales; Bu 
2439794 2439749 65 110 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


s 
er 


2441350 2441309 69 110 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2462538 2462493 65 110 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2467179 2467134 65 110 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2470209 2470164 65 110 gi 
LJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2477594 2477549 65 110 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483595 2483550 65 110 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2498607 2498566 69 110 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2500146 2500105 69 110 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2503214 2503169 65 110 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2506273 2506228 65 110 gi 


ce 
al 


(oha 


Lenk 


ce 
al 


Rhod 
gi 


Oc 


Oc 


ar 
ri 


ammaproteobacteria; Chromatiales; Ectoth 


2515376 2515331 65 110 gi 


la 
Campylobacteraceae; Campylobacter. 
2532044 2532003 69 110 gi 


’ 


etaproteobacteria; Burkholderiales; Burk 
2543511 2543470 69 110 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 


2545068 2545027 69 110 gi 


s 


, 


etaproteobacteria; Burkholderiales; Co: 
2546624 2546583 69 110 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2563477 2563436 69 110 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


ma. 


ma. 


ia 
ac 
2575815 2575774 69 110 


rain UCD-1 16S ribosomal RNA, 
cteria; Proteobacteria; Betaproteobact 


gi 
partial se 


er 


88610 
spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 
88610 


Bacteria_16S 


Bacteria_16S 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


2588056 2588011 65 110 gi 
Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 

2606536 2606491 65 


110 gi 


219857437 


219857430 
6S ribosomal RNA, partial sequence 2436004 24374 
rk 
219857428 


219857426 
219857408 
219857405 
2466381 24678 
219857403 
219857398 


2476824 24782 


219857394 
2482825 24842 


219857384 
2497830 24993 


219857382 
2499368 25008 


219857380 
219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


219857367 
somal RNA, partial sequence 2514611 2516064 Calor 


ridiales; Clostridiaceae; Caloramator. 
2525951 2525910 69 110 gi|219857360|ref|NR_024948.1 
ubsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 


219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
219857348 
219857347 
16S ribosomal RNA, partial sequence 2544276 25457 


219857346 


219857335 


219857284 


219857276 


219857264 


ref|NR_025025.1 
2429869 243135 
minococcaceae; P 
ref |NR_025018.1 


ence 


ales; Ru 


holderiaceae; Cupriavidu 
ref|NR_025016.1 
2438995 244052 


ylococcales; Met 


equence 
ia; Meth 


ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024993.1 


24405 
es; Ecto 
24617 
eriales; 


ostridium. 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 


ref|NR_024986.1 


24694 


es; Ecto 


ref|NR_024982.1 


ref |NR_024972.1 


+ Th 
ref 


yclaceae auera. 


NR_024970.1 
7, Az 
ref 
uenc 
nell 
ref 


yclaceae oarcus. 
NR_024968.1 
e 250240 
ales; Legion 
NR_024961.1 


tial seq 
a; Legio 


iorhodospira 
ref 


amat 


ceae; Alkali 
NR_024955.1 
or coolhaasi 


ref|NR_024944.1 


ceae; Cupriavidu 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


holderia 


equence 
Burkhold 


monadaceae; Acidovorax. 
ref|NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 
ref|NR_024923.1 
ce 2562731 256415 


ampylobacterales 


25458 
monadace 7 
1 sequen 
teria; C 


ref|NR_024915.1 
2575008 257651 
holderiales; Alc 
ref|NR_024907.1 
2587275 258874 
ales; Propioniba 


quence 
ia; Burk 


nce 
inomycet 


, 


ref |NR_024895.1 
2605722 2607261 Desulf 


Papillibacter 
9 Papillibacter 
apillibacter. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 

Raoultella planticola 
ella planticola 
eae; Raoultella. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 

Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Campylobacter 
2525204 2526622 


wsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Hydrogenophaga 

5 Hydrogenophaga 

adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


v 


Taylorella 

2 Taylorella 

aligenaceae; Taylorella. 
Friedmanniella 

9 Friedmanniella 

cterineae; 


Desulfovibrio 
ovibrio burkinensis 
Desulfovibrio. 


88610 Bacteria_16S 


selangorensis strain LMG 17710 16S ribosomal RNA, partial 
selangorensis Bacteria; 


88610 Bacteria_16S 
lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 

88610 Bacteria_16S 


2617438 2617393 65 


Firmicutes; 
2625051 2625010 69 


Proteobacteria; 


2626578 2626533 65 


110 


Lactobacillales; 


110 


strain RP5557 16S ribosomal RNA, partial 


Bacteria; Gammaproteobacteria; 


110 


gi| 219857254 


gi|219857248 


gi|219857247 


bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 


bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 
Tessaracoccus. 


Propionibacteriaceae; 
88610 Bacteria_16S 


strain Se-1 16S ribosomal RNA, partial sequence 
Deinococci; 


Deinococcus-Thermus; 
88610 Bacteria_16S 


strain hl 16S ribosomal RNA, partial sequence 


2629681 2629640 69 


Thermales; 
2631182 2631137 65 


110 


Thermaceae; 


110 


sequence 2616635 26181 
Lactobacillaceae; 


sequence 2624254 26257 
Xanthomonadales; 


NR_024885.1| Paralactobacillus 
29 Paralactobacillus 
Paralactobacillus. 
NR_024878.1| Rhodanobacter 

56 Rhodanobacter 
Xanthomonadaceae; 


ref 


ref 


ref|NR_024877.1 
2625807 262727 


Tessaracoccus 
1 Tessaracoccus 


Actinomycetales; Propionibacterineae; 


gi|219857239|ref|NR_024867.1| Thermus scotoductus 

2628913 2630381 Thermus scotoductus Bacteria; 
Thermus. 

gi|219857238|ref|NR_024866.1| Methylarcula terricola 


2630432 26317 


92 Methylarcula terricola Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 


88610 Bacteria_16S 


2638789 2638744 65 


110 


gi] 219857232 


succinogenes strain 130Z 16S ribosomal RNA, partial sequence 


succinogenes Bacteria; 
Actinobacillus. 
88610 Bacteria_16S 
strain GSL-But2 1 
Proteobacteria; 
88610 


Bacteria_16S 


intermedia strain S1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


88610 Bacteria_16S 


Proteobacteria; 


2641837 2641800 72 


2644958 2644917 69 


2646500 2646459 69 


Gammaproteobacteria; 


109 


110 


110 


gi|219857230 


6S ribosomal RNA, partial sequence 2641027 26425 
Deltaproteobacteria; Desulfobacterales; 


219857228 
26441 


gi 


gi| 219857227 


pelophilus strain asp 66 16S ribosomal RNA, partial sequence 


pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 


88610 Bacteria_16S 
strain BS5-8 16S 
Proteobacteria; 
88610 Bacteria_16S 
6a3 16S ribosomal RNA, 
Betaproteobacteria; 
88610 Bacteria_16S 


strain VB32 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


Proteobacteria; 
88610 Bacteria_16S 
strain SWub3 16S 
Proteobacteria; 


88610 Bacteria_16S 


Rhodocyclales; 


2649505 2649464 69 
2651008 2650967 69 
partial sequence 
2652539 2652498 69 


2654025 2653984 69 


2661507 2661462 65 


110 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


110 


2650247 2651682 Azospira 
Rhodocyclaceae; Azospira. 


110 


110 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


110 


Rhodocyc 
gi| 219857225 
2648722 26501 


gi] 219857224 


Pasteurel 


Desulfobacteraceae; 


Comamonadaceae; 


ref|NR_024860.1| Actinobacillus 
2637974 2639461 Actinobacillus 
lales; Pasteurellaceae; 


ref|NR_024858.1| Desulfocella halophila 
73 Desulfocella halophila Bacteria; 
Desulfocella. 
ref|NR_024856.1| Hydrogenophaga 
82 2645662 Hydrogenophaga intermedia 
Hydrogenophaga. 
ref|NR_024855.1| Propionivibrio 

2645713 2647197 Propionivibrio 
lales; Rhodocyclaceae; Propionivibrio. 
ref|NR_024853.1| Azonexus fungiphilus 
96 Azonexus fungiphilus Bacteria; 
; Azonexus. 
ref|NR_024852.1| Azospira oryzae strain 
oryzae Bacteria; Proteobacteria; 


gi|219857223|ref|NR_024851.1| Azoarcus indigens 

2651733 2653216 Azoarcus indigens Bacteria; 
Rhodocyclaceae; Azoarcus. 

gi|219857222|ref|NR_024850.1| Azoarcus communis 


2653267 26546 


Rhodocyclaceae; 


gi|219857216 


multivorans strain DM13 16S ribosomal RNA, partial sequence 26607 


Bacteria; 
88610 Bacteria_16S 
strain CMRI H02 1 
Proteobacteria; 


88610 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; 


2671879 2671838 69 


2675008 2674967 69 


110 


110 


Rhizobiales; 


gi|219857208 


6S ribosomal RNA, partial sequence 2671138 26725 
Epsilonproteobacteria; Campylobacterales; 


gi|219857206 


subterraneus strain C55 16S ribosomal RNA, partial sequence 26742 


Bacteria; 
88610 Bacteria_16S 


strain Pd55 16S ribosomal RNA, partial sequence 


Proteobacteria; 


88610 Bacteria_16S 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; 


88610 Bacteria_16S 


desulfurans strain St55B 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


desulfurans Bacteria; 
88610 Bacteria_16S 


thermophila strain EP1-55-1% 16S ribosomal RNA, partial 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; 


Hydrogenimonas. 
88610 Bacteria_16S 


strain AA08 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


88610 Bacteria_16S 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


okhotskensis Bacteria; 
Psychrobacter. 
88610 Bacteria_16S 


2676468 2676427 69 
2681049 2681005 66 
Firmicutes; 


2703481 2703440 69 


2708018 2707977 69 


2709447 2709402 65 


2715351 2715306 65 
Proteobacteria; 


2718424 2718383 69 


Proteobacteria; Betaproteobacteria; Thiobacter. 


110 


Epsilonproteobacteria; Nautiliales; Nauti 


110 


Lactobacillales; 


gi|]219857205 
2675717 26771 
liaceae; 
219857202 
sequence 


gi 


110 gi| 219857186 
Deinococci; Thermales; 
110 gi| 219857183 
sequence 


110 


110 


110 


gi|219857182 
2708714 27101 


gi|219857178 


gi|219857176 


Helicobacteraceae; 


Carnobacteriaceae; 


Campylobacterales; 


Acetobacteraceae; 


Pseudomonadales; 


16 Azoarcus communis Bacteria; 
Azoarcus. 
ref|NR_024844.1] Methylorhabdus 

58 2662094 Methylorhabdus multivorans 


Hyphomicrobiaceae; Methylorhabdus. 


ref |NR_024836.1| Helicobacter ganmani 
55 Helicobacter ganmani Bacteria; 
Helicobacter. 

ref |NR_024834.1| Thiobacter 

15 2675666 Thiobacter subterraneus 


ref |NR_024833.1| Lebetimonas acidiphila 
47 Lebetimonas acidiphila Bacteria; 
Lebetimonas. 
ref|NR_024830.1| Alkalibacterium 
2680270 2681761 Alkalibacterium 
Alkalibacterium. 
ref|NR_024814.1| Oceanithermus 
2702689 2704071 Oceanithermus 
Thermaceae; Oceanithermus. 
ref|NR_024811.1| Hydrogenimonas 
2707242 2708663 Hydrogenimonas 
Hydrogenimonaceae; 


ref|NR_024810.1| Asaia krungthepensis 

24 Asaia krungthepensis Bacteria; 
Asaia. 

ref|NR_024806.1| Psychrobacter 


2714566 2716057 Psychrobacter 


Moraxellaceae; 


ref|NR_024804.1| Herbaspirillum 


chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 


chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 
88610 Bacteria_16S 


lithotrophicum strain 42BKT 16S ribosomal RNA, 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; 


88610 Bacteria_16S 


strain T7 16S ribosomal RNA, partial sequence 


Proteobacteria; 
88610 Bacteria_16S 


2721465 2721424 69 


2744029 2743988 69 


2749731 2749690 69 


110 gi|219857174|ref|NR_024802.1 
partial sequence 2720705 272211 
Sulfurovum. 
110 gi|219857158|ref|NR_024786.1 
2743252 27447 
Delftia. 

110 gi|219857154|ref|NR_024782.1 
equence 2748935 275045 


nitroreducens strain NA10B 16S ribosomal RNA, partial s 


nitroreducens Bacteria; 


Diaphorobacter. 
88610 Bacteria_16S 
toyohensis strain 
TOBE Bacteria; 
88610 Bacteria_16S 


strain Yo-3 16S ribosomal RNA, partial sequence 


Proteobacteria; 
2755786 2755741 65 


Clostridia; 
2761810 2761765 65 


Betaproteobacteria; 


110 


gi 


TOBE 16S ribosomal RNA, partial sequence 
Firmicutes; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


88610 Bacteria_16S 
strain ATCC15947 
Bacteria; 
88610 Bacteria_16S 


strain JCM1680 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 
88610 Bacteria_16S 


strain JCM1679 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 
88610 Bacteria_16S 


strain GTC 854 16S ribosomal RNA, partial sequence 


Firmicutes; 
88610 Bacteria_16S 
strain IFO 16295 


Bacillales; 


2763265 2763220 65 


Proteobacteria; Gammaproteobacteria; 


2764781 2764736 65 


2766297 2766252 65 


2769317 2769276 65 


Bacillaceae; 
2770829 2770784 65 


16S ribosomal RNA, partial sequence 2762542 27 


16S ribosomal RNA, partial sequence 2770058 27 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


88610 Bacteria_16S 


strain AP3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; 


Proteobacteria; 
88610 Bacteria_16S 


strain B3-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; 


Proteobacteria; 
88610 Bacteria_16S 


2780002 2779957 65 


2782935 2782890 65 


2793426 2793381 65 


haemolyticum strain ATCC9650 16S ribosomal RNA, partial 


haemolyticum Bacteria; 
88610 Bacteria_16S 


S60-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
2810051 2810006 65 


Clostridia; 


Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 


88610 Bacteria_16S 


strain 71 16S ribosomal RNA, partial sequence 


2825097 2825052 65 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


88610 Bacteria_16S 


2835784 2835743 69 


kururiensis strain KP23 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 


88610 Bacteria_16S 


2846462 2846417 65 


strain ATCC 700697 16S ribosomal RNA, partial sequence 


Firmicutes; 
88610 Bacteria_16S 
strain IAM 12409 
Proteobacteria; 

88610 Bacteria_16S 


Clostridia; 


Clostridiales; 
2847987 2847946 69 


2849548 2849507 69 


saccharophila strain DSM 654 16S ribosomal RNA, partial 


saccharophila Bacteria; 
88610 Bacteria_16S 


Proteobacteria; 
2851109 2851068 69 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partia 


hibiscicola Bacteria; 
Pseudomonas. 
88610 Bacteria_16S 


strain ATCC 19374 
Bacteria; 
88610 Bacteria_16S 
strain ATCC 33616 
Bacteria; 
88610 Bacteria_16S 


Proteobacteria; 


2852678 2852637 69 


2857357 2857316 69 


2861963 2861922 69 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


219857149 
27549 


16S ribosomal RNA, partial sequence 2847193 28487 
Betaproteobacteria; Burkholderiales; Co 


lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 


Burkholde 


ref 


riales; 


NR_024777.1 


Sulfurovum 
0 Sulfurovum 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Diaphorobacter 
5 Diaphorobacter 


Comamonadaceae; 


Thermanaeromonas 


90 2756495 Thermanaeromonas toyohensis 


Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 

110 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
2761077 2762491 Kozakia baliensis Bacteria; 

Acetobacteraceae; Kozakia. 
110 gi|219857142|ref|NR_024770.1| Edwardsiella tarda 
63940 Edwardsiella tarda ATCC 15947 
Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

110 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 

2763991 2765456 Edwardsiella ictaluri Bacteria; 
Enterobacteriaceae; Edwardsiella. 

110 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 

2765507 2766972 Edwardsiella hoshinae Bacteria; 
Enterobacteriaceae; Edwardsiella. 
106 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
2768556 2770007 Bacillus okuhidensis Bacteria; 
Bacillus. 
110 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
71550 Rhodococcus jostii Bacteria; 
nebacterineae; Nocardiaceae; Rhodococcus. 

110 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
2779259 2780679 Thiothrix eikelboomii Bacteria; 
Thiotrichaceae; Thiothrix. 

110 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
2782197 2783612 Thiothrix disciformis Bacteria; 
Thiotrichaceae; Thiothrix. 

110 gi|219857121|ref|NR_024749.1| Clostridium 

sequence 2792664 2794128 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
110 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
; Asaia. 

110 gi|219856907|ref|NR_024728.1| Asaia bogorensis 

2824364 2825774 Asaia bogorensis Bacteria; 
Acetobacteraceae; Asaia. 

110 gi|219856900|ref|NR_024721.1| Burkholderia 

ence 2834992 2836452 Burkholderia kururiensis 
riales; Burkholderiaceae; Burkholderia. 

110 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 

2845666 2847142 Mogibacterium vescum Bacteria; 
Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
110 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
mamonadaceae; Delftia. 
110 gi|219856891|ref|NR_024710.1| Pelomonas 
sequence 2848765 2850266 Pelomonas 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
110 gi|219856890|ref|NR_024709.1| Pseudomonas 
1 sequence 2850317 2851835 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
110 gi|219856889|ref|NR_024708.1| Pseudomonas geniculata 
2851886 2853382 Pseudomonas geniculata 
Xanthomonadales; Xanthomonadaceae. 
110 gi| 219856886 |ref|NR_024705.1| Pseudomonas cissicola 
2856557 2858059 Pseudomonas cissicola 
Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
110 gi| 219856883 |ref|NR_024702.1| Curvibacter 


2861171 2862678 Curvibacter 


88610 Bacteria_16S 


stanieri Bacteria; 


2866586 2866541 65 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


110 


gi 


Marinobacterium. 
88610 Bacteria_16S 2868135 2868094 69 110 gi 
huttiense strain ATCC 14670 16S ribosomal RNA, partial 


huttiense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 
88610 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
88610 Bacteria_16S 
vitulinus strain ATCC 511 
vitulinus Bacteria; Firmi 
88610 Bacteria_16S 
pasteuri Bacteria; Firmic 
88610 Bacteria_16S 
lugdunensis strain ATCC 4 
lugdunensis Bacteria; Fir 
88610 Bacteria_16S 
strain ATCC 43959 16S rib 
Bacteria; Firmicutes; Bac 
88610 Bacteria_16S 
delphini strain ATCC 4917 
delphini Bacteria; Firmic 
88610 Bacteria_16S 
strain ATCC 35538 16S rib 
Bacteria; Firmicutes; Bac 
88610 Bacteria_16S 


2877611 2877566 65 
DSM4771 16S ribosomal RNA, partial sequ 
Bacillaceae; 
219856851 


Firmicutes; 
2908010 2907965 65 


2909556 2909511 65 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequ 
Staphylococcus 
2911100 2911055 65 219856849 
3809 16S ribosomal RNA, partial 
Staphylococ 


2912642 2912597 65 219856848 


2914186 2914141 65 


2915729 2915684 65 


2917271 2917226 65 


110 


Bacillales; 
110 
45 16S ribosomal RNA, 
cutes; Bacillales; 
110 
utes; Bacillales; 
110 
micutes; Bacillales; 
110 
illales; Staphylococcus. 
110 
utes; Bacillales; 
110 
illales; Staphylococcus. 
110 


arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 291794 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

88610 Bacteria_16S 2918781 2918740 69 110 gi|219856844|ref|NR_024663.1 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 291946 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; H 
Hydrogenophilus. 

88610 Bacteria_16S 2923401 2923360 69 110 gi|219856841|ref|NR_024660.1 


japonensis strain 
Bacteria; 
88610 Bacteria_16S 
multivorum strain AIU 301 


Proteobacteria; 


Acidiphilium. 
88610 Bacteria_16S 


Proteobacteria; 
88610 Bacteria_16S 


Propionibacteriaceae; Mic 
88610 Bacteria_16S 


antarctica strain 


2936794 2936749 65 


2967061 2967016 65 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 
Gammaproteobacteria; Enterobacteriales; 
2968574 2968529 65 
phosphovorus strain NM-1 16S ribosomal RNA, partial seque 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 


2970102 2970057 65 
AA-1042 16S ribosomal RNA, partial sequ 


Gammaproteobacteria; 
110 


16S ribosomal RNA, 


110 


110 


rolunatus. 
110 


gi 


gi 


partial 
Staphylococcu 
219856850 


gi 


gi 


gi 


osomal RNA, partial sequence 


gi 


gi 


osomal RNA, partial sequence 


gi 


12-3 16S ribosomal RNA, partial sequenc 
Xanthomona 


gi 


complete s 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; Friedman 
88610 Bacteria_16S 
strain BS 16S ribosomal R 
Firmicutes; Clostridia; C 
88610 Bacteria_16S 


Proteobacteria; 
88610 Bacteria_16S 
strain LS-13 16S 
Proteobacteria; 

88610 Bacteria_16S 
strain 441-1 16S 
Proteobacteria; 

88610 Bacteria_16S 
caldus strain KU 
Proteobacteria; 

88610 


ribosoma 


ribosoma 


Bacteria_16S 


2976254 2976209 65 


3003750 3003705 65 
europaeus strain DES11 16S ribosomal RNA, partial sequence 


niella. 
110 
NA, partial sequence 
lostridiales; 
110 


110 
1 RNA, partial sequence 


110 
1 RNA, partial sequence 


110 


110 


gi 


Clostridiaceae; 
2989974 2989930 65 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 29906 
Gammaproteobacteria; Legionellales; Legio 
2991509 2991464 65 


gi 


gi 


gi 


gi 


gi 


se 
B 


se 


eq 


E 


Ac 


cl 


io 


Ss; 


219856880 
Alteromonadales; 


219856879 


219856873 


219856847 
1 16S ribosomal RNA, partial sequence 

Staphylococcus 
219856846 


219856845 


219856832 


219846946 


219846945 


219846944 


219846939 
2975480 29769 


219846930 


219846929 
2990709 2992158 Fluoribacter 
Gammaproteobacteria; Legionellales; Legio 
2993003 2992958 65 219846928 
2992209 29936 
Gammaproteobacteria; Legionellales; Leg 
2997561 2997520 69 
16S ribosomal RNA, partial sequence 2996783 29982 
Gammaproteobacteria; Acidithiobacillale 


219846925 


ref|NR_024699.1 
2865789 286730 
Alteromo 


ref|NR_024698.1 
quence 2867356 286884 
urkholderiales; Oxalobac 


ref |NR_024692.1 
ence 2876799 287831 
Salimicrobium. 
ref |NR_024670.1 
quence 2907194 290869 
s. 
ref |NR_024669.1 
ence 2908741 291023 
ref |NR_024668.1 
sequence 2910285 291177 
cus. 
ref |NR_024667.1 


2911827 2913320 Staphy 


ref |NR_024666.1 

2913371 291486 
ref |NR_024665.1 
2914914 2916405 Staphy 


ref|NR_024664.1 


e 2922617 2924080 Pseudo 
dales; Xanthomonadaceae; 
ref|NR_024651.1 
uence 2936039 293748 
Rhodospirillales; Aceto 
ref|NR_026538.1 
nterobacteriaceae; Dicke 
ref |NR_026537.1 
nce 2967820 296928 
Actinomycetales; Propion 


ref |NR_026536.1 
ence 2969338 297081 
tinomycetales; Propionib 
ref|NR_026531.1 
ostridium. 

ref|NR_026522.1 
nellaceae; 
ref 


Legionella. 
NR_026521.1 


Fluoribacter. 
NR_026520.1 


nellaceae; 
ref 


nellaceae; 
ref 


Legionella. 
NR_026517.1 


Acidithiobacillaceae; 


219846921 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Salimicrobium 
5 Salimicrobium 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Acidiphilium 

9 Acidiphilium 

bacteraceae; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Microlunatus 

7 Microlunatus 

ibacterineae; 


Friedmanniella 
0 Friedmanniella 


acterineae; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


ref|NR_026513.1 
3002997 3004478 Glucon 


Gluconacetobacter 
acetobacter europaeus 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


88610 
strain BSB411 16S 
Proteobacteria; B 
88610 


Bacteria_16S 


3014288 3014247 69 110 
ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Coma 

3015856 3015811 65 110 


gi 


219846914 
3013492 30150 


monadace 


219846913 


strain 1145589 16 
Bacteroidetes; 


88610 


SPS-17 16S riboso 


Bacteria_16S 


Bacteria_16S 


Bacteroidia; 


3018727 3018686 69 


mal RNA, partial sequence 


S ribosomal RNA, partial sequence 


Bacteroidales; Porphyromonadaceae; 


110 


3017969 3019430 Thermus o 


Thermus. 


Thermus; 
88610 
strain HN3-7 16S 


Deinococcus-Thermus; 


Deinococci; 
Bacteria_16S 


Thermales; 
3020247 3020206 69 
ribosomal RNA, partial sequence 


Thermaceae; 
110 


gi 
3015068 30165 
Dy 


gi| 219846911 


gi|219846910 
3019481 30209 


Deinococci; Thermales; Thermaceae; T 


hermus. 


88610 


Bacteria_16S 


3021772 3021731 69 


110 


strain RF-4 16S r 


Deinococcus-Thermus; 
Bacteria_16S 


88610 
immobile strain E 
Bacteria; Proteob 
88610 
strain lacT 16S r 
Proteobacteria; D 
88610 
sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 
88610 
strain CreCitl 16 
Proteobacteria; B 
88610 
dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 
88610 
dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 
88610 
amylolytica strai 
amylolytica Bacte 
Succinimonas. 
88610 
strain AX39 16S r 
Proteobacteria; B 
88610 
mechernichensis s 
mechernichensis B 
88610 
caribensis strain 
caribensis Bacter 
88610 
multipotens strai 
Bacteria; Proteob 
88610 
propionica strain 
Bacteria; Proteob 
88610 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 
88610 
balaenopterae str 
balaenopterae Bac 
88610 
hydroxybenzoicum 
hydroxybenzoicum 
88610 
strain DSM 12081 
Proteobacteria; B 
88610 


ibosomal RNA, partial sequence 


gi|219846909 
3021006 30224 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Deinococci; Thermales; Thermaceae; T 
3026255 3026210 65 110 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobacte 

3043118 3043073 65 110 gi 

ibosomal RNA, partial sequence 

eltaproteobacteria; Desulfovibrionales; 

3050678 3050633 65 110 gi 

rain ThAcOl 16S ribosomal RNA, partial s 

cteria; Proteobacteria; Deltaproteobacte 


3053779 3053738 69 110 

S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neisser 
3055321 3055280 69 110 gi 
rain CreMall 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobacter 


gi 


3056842 3056797 65 110 
train 0554 16S ribosomal RNA, 
acteria; Proteobacteria; 


gi 
partial se 
Gammaproteobact 


3058378 3058333 65 110 
n DSM 2873 16S ribosomal RNA, 
ria; Proteobacteria; 


gi 
partial se 
Gammaproteobacteria 


3059873 3059832 69 110 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 
3061414 3061373 69 110 gi 
train TL1 16S ribosomal RNA, partial seq 
acteria; Proteobacteria; Betaproteobacte 
3077770 3077729 69 110 gi 
MWAP64 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Betaproteobacteria; 
3079249 3079208 69 110 gi 
n RH-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfurel 
3080825 3080784 69 110 gi 
U-8 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfurel 
3082401 3082360 69 110 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; 


gi 


eq 
Deltaproteobacter 


3089933 3089888 65 110 gi 
ain M1975/96/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; Carn 
3110785 3110740 65 110 gi 
strain BT 16S ribosomal RNA, partial seq 
Bacteria; Firmicutes; Clostridia; Clostr 
3113837 3113796 69 110 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Rhodocyclales; Rhodoc 
3118432 3118387 65 110 


hermus. 


219846906 


30255 
rales; C 


219846894 
3042319 30437 
Desulfovibrionaceae; 
219846888 


equence 
ria; Des 


219846886 
3052993 30544 


iaceae; 


219846885 


sequence 
ia; 


219846884 


quence 
eria; Ae 


219846883 


quence 
; Aeromo 


219846882 
3059104 30605 


yclaceae 


219846881 


uence 


ria; Rho 


219846870 


nce 


ce 30784 
lales; D 


219846868 


30800 
lales; D 


219846867 


uence 
ia; Desu 


219846862 


1 sequen 
obacteri 


219846848 


uence 
idiales; 


219846846 


31130 
yclaceae 


219846843 


Rhodocyc 


Burkholderia 
219846869 


intermedius strai 
Bacteria; 


88610 


deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


n TF2 1 
Proteobacteria; 


3137838 3137797 69 


6S ribosomal RNA, 
Alphaproteobacteria; 


gi 


complete sequence 31176 


110 


Rhodospiri 


llales; 
219846830 


gi 


ref|NR_026506.1 
Acidovorax. 
NR_026505.1 
31 Dysgonomonas 
sgonomonas. 

ref|NR_026503.1 
shimai Bacte 


ae; 
ref 


ref |NR_026502.1 


ref |NR_026501.1 


ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref |NR_026486.1 
95 Desulfovibrio 
Des 
ref|NR_026480.1 

3049889 305136 
ulfovibrionales; 
ref |NR_026478.1 
Formivibrio. 
ref|NR_026477.1 

3054533 305602 
lales; Rhodo 


ref|NR_026476.1 
3056079 305754 
romonadales; Suc 


ref|NR_026475.1 

3057592 305905 
nadales; Succini 
ref|NR_026474.1 
; Thauera. 
ref|NR_026473.1 

3060645 306213 
docyclales; 
ref|NR_026462.1 

3076975 307840 
les; Burkhol 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 


ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 


ref 


Rhod 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Dysgonomonas gadei 


gadei Bacteria; 


Thermus oshimai strain 
ria; Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 
Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Succinimonas 
3 Succinimonas 


vibrionaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Granulicatella 
3 Granulicatella 
tella. 
Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Gluconacetobacter 
acetobacter intermedius 
; Gluconacetobacter. 


ref|NR_026422.1 
313708 


Sulfurospirillum 
4 3138514 


Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Campylobacteraceae; 
88610 Bacteria_16S 
strain GY-1 16S r 
Deinococcus-Thermus; 


88610 Bacteria_16S 3146876 3146839 72 109 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

88610 Bacteria_16S 3149956 3149911 65 LL gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
88610 Bacteria_16S 3151470 3151425 65 110 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

88610 Bacteria_16S 3156152 3156107 65 110 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
88610 Bacteria_16S 3159253 3159212 69 110 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain FIF6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

88610 Bacteria_16S 3166750 3166713 72 109 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
88610 Bacteria_16S 3169783 3169746 72 109 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
88610 Bacteria_16S 3171300 3171263 72 109 gi| 219846807 |ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

88610 Bacteria_16S 3172838 3172793 65 110 gi|219846806|ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

88610 Bacteria_16S 3181922 3181881 69 110 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

88610 Bacteria_16S 3183474 3183433 69 110 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

88610 Bacteria_16S 3185026 3184985 69 110 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

88610 Bacteria_16S 3186578 3186537 69 110 gi| 219846797 |ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

88610 Bacteria_16S 3188130 3188089 69 110 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

88610 Bacteria_16S 3189682 3189641 69 110 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

88610 Bacteria_16S 3191234 3191193 69 110 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

88610 Bacteria_16S 3192786 3192745 69 110 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

88610 Bacteria_16S 3194336 3194295 69 110 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

88610 Bacteria_16S 3195888 3195847 69 110 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

88610 Bacteria_16S 3212295 3212254 69 110 gi|219846780|ref|NR_026372.1| Helicobacter 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

88610 Bacteria_16S 3221428 3221387 69 110 gi|219846773|ref|NR_026365.1| Janthinobacterium 


ibosoma 


Sulfurospirillum. 
3139305 3139264 69 110 
1 RNA, partial sequence 


Deinococci; Thermales; 


Thermaceae; 


gi| 219846829 
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Meiothermus. 


ref|NR_026421. 
00 Meiothermus 


al 


Meiothermus cerbereus 


cerbereus Bacteria; 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 


88610 


Janthinobacterium. 
88610 


Bacteria_16S 
agaricidamnosum strain Wlr3 16S ribosomal RNA, 
agaricidamnosum Bacteria; 


Bacteria_16S 


3222947 3222906 69 


3224475 3224438 73 


Proteobacteria; 


110 


110 


gi 


partial 
Betaproteobacteria; 


gi 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 
88610 
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Firmicutes; 
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lipolytica strain 
Bacteria; 
88610 


Firmicutes; 
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88610 


strain Feox-1 16S 
88610 
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88610 


88610 
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Bacteria_16S 


Firmicutes; 
Bacteria_16S 
strain NZ35 16S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 
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australicum Bacteria; Proteobacteria; Alphaproteobacteria; 
Bacteria_16S 
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Clostridiales; 
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Clostridia; 
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Clostridiales; 
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3287941 3287900 69 
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3290953 3290912 69 


3292505 3292464 69 


110 


110 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
Bacteria_16S 
Rlha3 16S ribosomal RNA, partial sequence 32871 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesul 
Bacteria_16S 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
Bacteria_16S 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
Bacteria_16S 


110 


110 


110 


110 


strain LMG 708 16S ribosomal RNA, partial sequence 


88610 


3294057 3294016 69 


110 


strain LMG 538 16S ribosomal RNA, partial sequence 


88610 


Xanthomonas. 
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hydrogenotrophica 
hydrogenotrophica 
88610 


Methylophaga. 
88610 


Firmicutes; 
88610 


Desulfovibrio. 
88610 


Halomonas. 
88610 


88610 
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strain DSM 20748 
Firmicutes; 
88610 


Bacteria_16S 


Bacteria; 
Bacteria_16S 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
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Bacteria_16S 
strain DSM 5351 16S ribosomal RNA, 
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Bacteria_16S 
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Bacteria_16S 
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pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Bacteria_16S 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 33510 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
Bacteria_16S 
strain FB2 16S ribosomal RNA, partial sequence 
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Bacteria_16S 
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Bacteria_16S 
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Proteobacteria; 
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110 
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Bacteria_16S 
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gi 
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gi 


gi 


gi 


gi 


3291719 32932 
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Bacteria_16S 


gi 
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Bacteria_16S 
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gi 
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gi 


strain S5a36 16S ribosomal RNA, partial sequenc 
Clostridiales 


gi 


gi 
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gi 
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gi 
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gi 
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gi 
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gi 
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khol 
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eae; 
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ref 
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ref 
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fovi 
ref 
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ref 


acea 
ref 


acea 
ref 


acea 
ref 


mona 
ref 
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ref 


tric 


ref 


ref 


fovi 


eano 
ref 


ceae 
ref 


acea 
ref 
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spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


Verrucomicrobium. 
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NR_026360.1 


tae Sedis; 
NR_026356.1 


Thermosyntr 
NR_026352.1 
NR_026337.1 
Ss; Hyphomicr 
NR_026333.1 
NR_026321.1 


brio. 
NR_026320.1 


e; Xanthomon 
NR_026319.1 


e; Xanthomon 
NR_026318.1 


e; Xanthomon 
NR_026317.1 


e; Xanthomon 


dales; Xanth 


NR_026314.1 


autia. 
NR_026313.1 
hales; Pisci 


NR_026311.1 


NR_026303.1 
brionales; D 
NR_026298.1 
spirillales; 


NR_026276.1 


NR_026274.1 


e; 
NR_026267.1 


ref 


Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Actinomyces europaeus 
myces europaeus 


nomycetaceae; 


Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Thermosyntropha 
syntropha lipolytica 
opha. 

Thermobrachium celere 


33 Thermobrachium celere Bacteria; 
hium. 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Blautia 
2 Blautia 


Methylophaga 
9 Methylophaga 


rickettsiaceae; 


Salinicoccus roseus 


roseus Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Halomonas 
3 Halomonas 


Halomonadaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
; Paucimonas. 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Halomonas. 


Salimicrobium album 
album Bacteria; 


NR_026266.1 


Verrucomicrobium 


3363492 3364983 Verrucomicrobium 


88610 


88610 
termitidis strain 


Desulfovibrio. 
88610 


Chromohalobacter. 
88610 
strain ATCC 4933 
Proteobacteria; 

88610 
marinum DSM 5261 
Proteobacteria; 

88610 
chliarophilus st 
chliarophilus Ba 
88610 
pfennigii strain 
pfennigii Bacter 
Syntrophobacter. 
88610 
strain CIP 10325 


88610 
frateurii strain 
frateurii Bacter 
Gluconobacter. 

88610 
strain DSM 43205 


88610 
marinonascens st 


marinonascens Bac 


Nocardiaceae; 


Bacteria_16S 
proteoclasticus strain DSM 12679 16S ribosomal 
proteoclasticus Bacteria; 
Bacteria_16S 


Bacteria_16S 
marismortui strain ATCC 17056 16S ribosomal RNA, partial 
marismortui Bacteria; 


3365798 3365753 65 


Firmicutes; 
3379386 3379341 65 


3385532 3385487 65 


Proteobacteria; 


110 


110 


gi|219846673 


RNA, partial sequence 
Clostridia; 
110 
DSM 5308 16S ribosomal RNA, partial sequence 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; 


Clostridiales; 
gi| 219846663 


gi| 219846659 


Desulfovibrionales; 


sequence 


Gammaproteobacteria; Oceanospirillales; 


ref |NR_026265.1 
336503 
Clostridiaceae; 
ref|NR_026255.1 
3378593 338009 


Des 


ref|NR_026251.1 
3384746 338616 
Hal 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
DSM 10092 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


Bacteria_16S 


Bacteria_16S 


3387005 3386960 65 110 gi 
6 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Oceanospirillales; 
3388517 3388472 65 110 gi 


3389969 3389928 69 110 
rain ATCC 700543 16S ribosomal 
cteria; Deinococcus-Thermus; 
3408200 3408155 65 


gi 


110 gi 


3414236 3414199 73 110 gi 
9 16S ribosomal RNA, partial sequence 


3418644 3418599 65 110 gi 


3472683 3472638 65 110 gi 


Deinococci; 


219846658 


219846653 


16S ribosomal RNA, partial sequence 3387742 33891 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
Bacteria_16S 


219846652 


RNA, partial sequence 
Thermales; T 


219846640 


219846635 


219846632 


219846594 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Bacteria_16S 


33862 


34134 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Bacteria_16S 
IFO 3264 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


ref 


ref 


Rha 


ref 


ref 


ref 


Ac 
ref 


ref 


3407396 340888 
Syntrophobac 


73 3414913 Actino: 


3417892 341936 
Rhodospirill 


e 3476498 347797 


88610 


strain NCFB 3026 
Fusobacteria; 


88610 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


88610 


strain DSM 6984 1 


88610 


strain IndiB4 16S 
Firmicutes; 


88610 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter. 


88610 


strain 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


in DSM 2377 16S ribosomal RNA, partial s 
eria; 


Proteobacteria; 


3522712 3522671 69 


3551875 3551830 65 


ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
3554937 3554892 65 


3556516 3556475 69 


3570065 3570020 65 


Acetobacter subgen. Acetobacter. 


88610 


strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


88610 


strain WO-44C 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legio 


88610 


capsulatus strain 216 16S ribosomal RNA, complete sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3574615 3574570 65 


3576178 3576133 65 


3577626 3577581 65 


3477268 3477223 65 110 gi|219846591|ref 
rain DSM 43752 16S ribosomal RNA, partial sequenc 
teria; Actinobacteria; Actinobacteridae; Actinomycet 
Rhodococcus. 
3499951 3499906 65 110 gi| 219846576 |ref 
16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriales; Fusobacteriaceae; Cetobacterium. 
3521183 3521138 65 110 gi| 219846562 |ref 


6S ribosomal RNA, partial sequence 3521933 35234 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 


Ca 


110 gi 


110 gi 


110 gi 


Rhodospirillales; Acet 
110 gi|219846526|ref 
Acetobacterace 

110 gi|219846525|ref 


3551089 35526 
Clostridiaceae; 
219846540 
in IFO 12388 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteri 


219846538 
3555718 35572 


219846529 


strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteobacteria; 


3575389 35768 


equence 


Deltaproteobacteria; Desulfuromonadales; P 

110 gi| 219846561 |ref|NR_026153.1 
yclaceae; Thauera. 

110 gi|219846542|ref|NR_026134.1 


loramator. 

ref 
sequence 
a; Rhodospir 
ref 
yclaceae; Zo 


uence 


nellaceae; L 


110 


gi 


219846524 PA 
3576905 3578325 Blastobacter capsulatus 


ref 


73 Cetobacterium 


3554185 355566 


47 Zoogloea 


3569313 357079 


38 Gluconobacter 


NR_026250.1 


Halomonas 
NR_026245.1 


bdochromatiu 
NR_026244.1 

338924 
hermaceae; 
NR_026232.1 
terales; Syn 
NR_026227.1 


tinomycetace 
NR_026224.1 


ales; Acetob 


NR_026186.1 


Nocardiacea 
NR_026183.1 


ales; Coryne 


NR_026168.1 


NR_026132.1 
illales; Ace 


NR_026130.1 


obacteraceae 
NR_026118.1 


ae; Gluconob 
NR_026117.1 


egionella. 
NR_026116.1 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Chromohalobacter 
8 Chromohalobacter 


omonadaceae; 


Halomonas eurihalina 


19 3387691 Halomonas eurihalina Bacteria; 
Halomonadaceae; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Actinomyces israelii 

myces israelii Bacteria; 

ae; Actinomyces. 
Gluconobacter 

7 Gluconobacter 

acteraceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 

Cetobacterium ceti 

ceti Bacteria; 


Pelobacter 
2 Pelobacter 


elobacteraceae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Zoogloea ramigera 


ramigera Bacteria; 


Acetobacter aceti 
2 Acetobacter aceti 
; Acetobacter; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Legionella feeleii 


54 Legionella feeleii Bacteria; 


Blastobacter 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 


88610 
aggregatus strain 
aggregatus Bacter 
88610 
stercorarium subs 
Clostridiaceae; C 
88610 
strain JB13 16S r 
Proteobacteria; G 
88610 
acetivorans strai 
Bacteria; Proteob 
88610 
strain Anox B 16S 
Proteobacteria; B 
88610 
pasteurianus stra 
pasteurianus Bact 
Acetobacter. 
88610 
cellobioparum str 
cellobioparum Bac 
88610 
lentocellum strai 
Bacteria; Firmicu 
88610 
hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 
88610 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 
88610 
periodonticum str 
periodonticum Bac 
88610 
nucleatum subsp. 


Fusobacteriaceae; 
88610 
nucleatum subsp. 
nucleatum subsp. 
88610 
strain MIT 95-170 
Bacteria; Proteob 
88610 
strain Inkinen 16 
Proteobacteria; E 
88610 
szegediense strai 
Bacteria; Proteob 
88610 
strain VKM-14L 16 
Proteobacteria; G 
88610 
strain LK6 16S ri 
Proteobacteria; G 
88610 
halophilum strain 
halophilum Bacter 
88610 
strain ATCC 15712 
Bacteria; Proteob 
88610 
wasabiae strain S 
Bacteria; Proteob 
88610 


Bacteria_16S 


Bacteria_16S 
Clostridium stercorarium subsp. thermol 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
Fusobacterium nucleatum subsp. 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 


3579090 3579045 65 110 gi 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 

3582110 3582065 65 110 gi 
thermolacticum strain TX41 16S ribo 


se 
a; 
p- so. 
lostridium. 
3586802 3586757 65 110 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3588322 3588281 69 110 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3589892 3589851 69 110 gi 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Id 
3591422 3591377 65 110 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


gi 
et. 


nc 
el 


eo 


s 
ri 


3594481 3594436 65 110 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3597547 3597502 65 110 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3602226 3602189 73 110 gi 
in BM 1192/5 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3605273 3605236 73 110 
ATCC 33612 16S ribosomal RNA, 
612 Bacteria; Bacteroidetes; 


1 
di 


en 
sp 


gi 
partial 
Flavobact 


se 
er 


3618776 3618731 65 110 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3620157 3620112 65 110 gi 
animalis strain NCTC 12276 16S ribosomal 
animalis Bacteria; 


se 
Fu 


Fusobacterium. 
3621538 3621493 65 110 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; Fusoba 
3635274 3635233 69 110 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3647461 3647420 69 110 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3649012 3648967 65 110 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650551 3650506 65 110 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Met 
3652092 3652047 65 110 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3653626 3653581 65 110 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3667443 3667398 65 110 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3671962 3671917 65 110 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 


ob 


Ss; 


ne 
oc 


et. 


se 


le 


ct 


e 
ct 


219846523 


219846521 
acticum Bacteria; 


219846518 
3585997 358 
219846517 
219846516 
3589120 359 
219846515 
219846512 


219846509 


219846505 


219846503 


219846493 


219846492 


219846491 


219846482 


219846473 
3646715 36481 
219846472 
219846471 
3649747 36512 


219846470 
3651286 36527 
219846469 


219846459 


219846456 


ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref|NR_026113.1 
partial sequenc 
Firmicutes; 


quence 
Rhizobi 


mal RNA, 


ref|NR_026110.1 
74 
hylococcaceae; Methylomo 
ref |NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 


ref|NR_026108.1 


e 358 
lales; 


75 
D 


06 
nella. 


4 
e 


equenc 
a; Rho 


e 


dospirillales 


ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref |NR_026097.1 
3601450 360294 
cetales; Actino 


sequence 
ales; Cl 


ce 35967 
iraceae; 


sequence 
Actinomy 


NR_026095.1 
7 
1 


quence 
ia; Flav teriales; 
NR_026085.1 
3618078 361940 
iaceae; Fusobact 
ref|NR_026084.1 
RNA, partial sequence 
Fusobacteria; 


quence 
sobacter 


ref 
sequ 


NR_026083.1 
ence 362084 
s; Fusobacteriac 
ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_026064.1 
e 3648206 3649696 Methyl 
cales; Methylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref |NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 


partial 
cteriale 


36345 


acterale 


Helicob 


hylococec 


hylococec 


quence 
s; Pepto 


36666 


eriales; 


36711 
eriales; 


3673471 3673426 65 110 gi 


219846455 


Clostridia; 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Clostridium 
e 3581316 3582832 
Clostridiales; 


Methylomonas fodinarum 


56 Methylomonas fodinarum Bacteria; 


nas. 
Desulfurella 

urella acetivorans 
Desulfurella. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


Clostridium 
3 Clostridium 
ostridium. 
Clostridium 
idium lentocellum 
m. 
Actinomyces 
5 Actinomyces 


mycineae; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Fusobacterium 
8 Fusobacterium 
erium. 

Fusobacterium 

3619459 3620789 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Helicobacter rodentium 
bacter rodentium 
ceae; Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 

Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 


ref|NR_026046.1 
367270 


4 3674161 Pectobacterium 


betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Pectobacterium. 


88610 


88610 


Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 36953 


3693199 3693154 65 110 gi 
sequence 
Methyloc 


3694726 3694681 65 110 gi 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


88610 
porcinus strain N 
Bacteria; Proteob 
88610 
strain LRB 8581 1 
Proteobacteria; E 
88610 
fusiformis strain 
Bacteria; Verruco 
88610 
dejongeii strain 
Bacteria; Verruco 
88610 
halophilus strain 
halophilus Bacter 
Halothiobacillus. 
88610 
strain IFO 14097 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Bacteria_16S 


88610 
niveoalba strain 

Bacteria; Actinob 
Microtetraspora. 

88610 
strain A089 16S r 
Proteobacteria; 
88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3696163 3696118 65 110 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3697634 3697593 69 110 gi 


psilonproteobacteria; Campylobacterale 
3705130 3705097 74 107 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3709686 3709653 74 107 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3718644 3718603 69 110 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3736432 3736387 65 110 gi 
Stre 
3740820 3740775 65 110 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3749653 3749612 65 106 
ibosomal RNA, partial sequence 


gi 


3754243 3754198 65 110 


oc 


st 
ce 
A. 
Ss; 


ce 
ro. 


e 


ro. 


a; 


pt 


ce 
al 


on 


219846442 


219846439 
219846438 
6S ribosomal RNA, partial sequence 3696887 36983 


219846433 


219846430 


219846424 
equence 


219846410 
16S ribosomal RNA, partial sequence 3735706 37371 


219846407 


219846401 
3748871 37503 
Gammaproteobacteria; Vibrionales; Vibri 
219846396 


36924 
cales; 


eurellac 


36953 


ales; Pa 


Helicob 


37043 
biales; 


37089 


biales; 


Chromat 


osporang 


37400 


es; Stre 


aceae; V 


Methy 
219846441 


Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


S ribosomal RNA, partial sequence 


gi 
3753459 37549 


ref|NR_026033.1 
15 3693865 Methyl 
lococcaceae; 
ref |NR_026032.1 
eae. 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; 
ref|NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_026015.1 

3717841 371934 
iales; Halothiob 


ref|NR_026001.1 
ineae; Streptosp 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 
ref |NR_025992.1 
ibrio. 


ref |NR_025987.1 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


icutes; Mycoplasmataceae; Mycoplasma. 


88610 


Bacteria_16S 


3755758 3755713 65 


strain PG43 16S r 
Tenericutes; Moll 
88610 
thermocisternum s 
thermocisternum B 
88610 
gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 

88610 
strain ROO1 16S r 
Proteobacteria; B 
88610 
norvegica strain 
Bacteria; 
Thermodesulforhab 


ibosomal RNA, partial sequence 


110 


gi| 219846395 
3754983 37564 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Proteobacteria; 


icutes; Mycoplasmataceae; Mycoplasma. 
3764815 3764770 65 110 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3767741 3767696 65 110 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


3770753 3770712 69 110 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3776828 3776783 65 110 gi 
A8444 16S ribosomal RNA, partial seque 
Deltaproteobacteria; Syntroph 


gi 


dus. 


se 
ri 


se 
a; 


nc 
ob 


219846388 


219846386 


219846384 
3769978 37714 
rkholderia 
219846379 


quence 
diales; 


quence 
Desulfo 


e 37759 
acterale 


88610 


Bacteria_16S 


3779900 3779855 65 


strain UC/MF 16S 
Tenericutes; Moll 
88610 
leonicaptivi stra 
Bacteria; Teneric 
88610 
strain LX 16S rib 
Tenericutes; Moll 
88610 


Alphaproteobacter 


110 


ribosomal RNA, partial sequence 


gi| 219846377 
3779118 37805 


ref|NR_025986.1 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 
ref|NR_025975.1 
ceae; Ralstonia. 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref|NR_025968.1 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 

Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 

3784401 3784356 65 110 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3785868 3785827 69 110 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3788835 3788790 65 110 gi 


ia; Rickettsiales; Anaplasmataceae; Eh 


en 
co 


rl 


219846374 


219846373 


3785096 37865 


219846371 
3788062 3789489 Ehrli 


ce 37836 
plasma. 


ichia. 


ref|NR_025965.1 
21 3785045 Mycopl 


Mycoplasma 
asma leonicaptivi 


ref|NR_025964.1| Mycoplasma simbae 
26 Mycoplasma simbae Bacteria; 


88610 


strain 19L 16S ri 
Tenericutes; Moll 


88610 


strain 34-P 16S r 
Proteobacteria; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3791858 3791813 65 


bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; 


3794871 3794830 69 


ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


3802388 3802347 69 


110 


110 


110 


strain Hh-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


gi| 219846369 
3791066 37925 
A 
gi|219846367 
3794096 37955 


ae; Polaromonas. 


gi| 219846361 


ref|NR_025952.1 


ref|NR_025962.1| Ehrlichia muris strain 
chia muris Bacteria; Proteobacteria; 
ref|NR_025960.1| Acholeplasma oculi 

55 Acholeplasma oculi Bacteria; 
choleplasma. 

ref|NR_025958.1| Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Helicobacter hepaticus 


3801626 3803095 Helicobacter hepaticus Bacteria; 


88610 


parapertussis str 
parapertussis Bac 


88610 


bronchiseptica st 
bronchiseptica Ba 


88610 


helveticus strain 
Bacteria; 


88610 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


88610 


strain ATCC 29543 
Bacteria; 


88610 


strain 165 16S ri 
Proteobacteria; 


88610 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


88610 


strain ST1 16S ri 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


cteria; 


3805464 3805423 69 


Proteobacteria; 
3806978 3806937 69 


Proteobacteria; 
3808440 3808399 69 


3816204 3816163 69 
Proteobacteria; 


3817725 3817684 69 


3819248 3819207 69 


bosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterales; 


3820780 3820739 69 


3822310 3822269 69 


bosomal RNA, partial sequence 


110 
ain 522 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


110 


rain Dog 71 16S ribosomal RNA, partial 


cteria; Betaproteobacteria; 


110 


110 


110 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


110 


110 


110 


gi| 219846359 


219846358 
sequence 


gi 


gi|219846357 


D5248 16S ribosomal RNA, partial sequence 38076 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


gi|219846352 


rain R3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846351 


gi| 219846350 


3818485 38199 
Helicobacteraceae; 


gi| 219846349 


n Eaton 90-119-3 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Epsilonproteobacteria; 


gi| 219846348 


3821543 38230 


Burkholderiales; 


Burkholderiales; Alc 


Chromatiales; 


38169 


Campylobacterales; 


NR_025950.1 
2 
Alca 
NR_025949.1 
3806174 380763 


ref|NR_025948.1 
88 3809126 Campyl 
Campylobacter 
ref|NR_025943.1 

3815400 381690 
Halot 


ref |NR_025942.1 
54 3818434 Woline 
Helicobactera 
ref|NR_025941.1 
57 Helicobacter 
Heli 
NR_025940.1 

382000 
H 


ref 


ref |NR_025939.1 
20 Helicobacter 
Heli 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 


Proteobacteria; 
88610 
strain NCTC 3438 
Bacteria; 
88610 


Proteobacteria; 


Proteobacteria; Gammaproteobacteria; 
Bacteria_16S 
strain CS1 16S ribosomal RNA, partial sequence 


Epsilonproteobacteria; Campylobacterales; 
Bacteria_16S 


3825414 3825369 65 
16S ribosomal RNA, 


110 gi 
complete sequence 
3826890 3826849 69 


110 gi 


Epsilonproteobacteria; Campylobacterales; 


219846346 


219846345 


3826129 38276 
Helicobacteraceae; 


Helicobacteraceae; 


38245 


Pasteurellales; Pasteurellaceae; 


ref|NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 
Avibacterium. 
ref|NR_025935.1| Helicobacter felis 

02 Helicobacter felis Bacteria; 
Helicobacter. 


88610 


hominis strain 65 
Bacteria; 


88610 


flavefaciens stra 
Bacteria; 


88610 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 
Bacteria_16S 


Clostridia; 


3828456 3828415 69 


73 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


3831492 3831447 65 


3835830 3835785 65 


110 


110 


110 


sequence 
Cardiobacteriales; 


strain C-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


gi| 219846344 


gi| 219846341 


in C94 16S ribosomal RNA, partial sequence 38307 
Clostridiales; 


Ruminococcaceae; 
gi| 219846338 
3835060 38365 


38276 


ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025928.1 


Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Ruminococcus 

coccus flavefaciens 


Halomonas halodurans 


Gammaproteobacteria; Oceanospirillales; 


Halomonadaceae; 


33 Halomonas halodurans Bacteria; 
Halomonas. 


88610 


Bacteria_16S 


3837360 3837315 65 


110 


strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; 


gi|219846337 
3836584 38380 


ref |NR_025927.1 


Halomonas pacifica 


Gammaproteobacteria; Oceanospirillales; 


Halomonadaceae; 


63 Halomonas pacifica Bacteria; 
Halomonas. 


88610 


strain AW 25 16S 
Firmicutes; 


88610 


Bacteria_16S 


Bacil 
Bacteria_16S 


3845023 3844978 65 


Staphylococcus. 
3850980 3850935 65 


110 


ribosomal RNA, partial sequence 
lales; 


110 


cellulosolvens strain ATCC 35603 16S ribosomal 
cellulosolvens ATCC 35603 Bacteria; 


Ruminococcaceae. 
88610 
Proteobacteria; B 
88610 
strain Td-21 16S 


Proteobacteria; B 


Bacteria_16S 
strain SS-1 16S ribosomal RNA, partial sequence 


Firmicutes; 


3854040 3853999 69 110 


3855558 3855517 69 110 
ribosomal RNA, partial sequence 


gi| 219846332 
3844228 38456 


gi| 219846328 


RNA, partial sequence 
Clostridiales; 


Clostridia; 


gi| 219846326 
3853246 38547 


etaproteobacteria; Burkholderiales; Leptothrix. 
Bacteria_16S 


gi|219846325 
3854781 38562 


ref |NR_025922.1 


ref|NR_025918.1 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Bacteroides 


3850218 3851681 Bacteroides 
Ruminococcaceae; unclassified 


ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 
Azoarcus. 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


88610 Bacteria_16S 3857068 3857027 69 110 gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 
strain 17529 16S ribosomal RNA, partial sequence 3856288 3857724 Mycoplasma meleagridis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

88610 Bacteria_16S 3863145 3863100 65 110 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

88610 Bacteria_16S 3870716 3870675 69 110 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

88610 Bacteria_16S 3876927 3876886 69 110 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

88610 Bacteria_16S 3878447 3878406 69 EL gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 


88610 Bacteria_16S 
strain RT4. 
Firmicutes; 


88610 Bacteria_16S 


strain BV1l 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


88610 Bacteria_16S 3892443 3892398 65 110 gi|219846300|ref|NR_025890.1| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

88610 Bacteria_16S 3897133 3897088 65 110 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

88610 Bacteria_16S 3913695 3913650 65 110 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

88610 Bacteria_16S 3918026 3917981 65 110 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 

88610 Bacteria_16S 3932188 3932143 65 110 gi|219846272|ref|NR_025862.1] Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

88610 Bacteria_16S 3934996 3934951 65 110 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

88610 Bacteria_16S 3942259 3942214 65 110 gi|219846264|ref|NR_025854.1| Acidiphilium rubrum 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium rubrum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

88610 Bacteria_16S 3943720 3943675 65 110 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

88610 Bacteria_16S 3945179 3945134 65 110 gi|219846262|ref|NR_025852.1| Acidocella facilis 
strain PW2 16S ribosomal RNA, partial sequence 3944448 3945854 Acidocella facilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

88610 Bacteria_16S 3946640 3946595 65 110 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium cryptum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

88610 Bacteria_16S 3948105 3948060 65 110 gi|219846260|ref|NR_025850.1| Acidiphilium angustum 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium angustum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

88610 Bacteria_16S 3949562 3949517 65 110 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
strain 101 16S ribosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

88610 Bacteria_16S 3961604 3961563 69 110 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 

88610 Bacteria_16S 3963107 3963066 69 110 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

88610 Bacteria_16S 3964614 3964573 69 110 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 

88610 Bacteria_16S 3971962 3971921 69 110 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
88610 Bacteria_16S 3973463 3973422 69 110 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

88610 Bacteria_16S 3999859 3999818 69 110 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

88610 Bacteria_16S 4004386 4004341 65 110 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

88610 Bacteria_16S 4022507 4022462 65 110 gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

88610 Bacteria_16S 4027008 4026963 65 110 gi|219846205|ref|NR_025795.1| Desulfatibacillum 


Bl 16S ribosomal RNA, 
Clostridia; 


3879988 3879943 65 


Clostridiales; 
3884711 3884666 65 


110 


110 


gi 


gi 


219846309 


complete sequence 3879197 38807 
Clostridiaceae; 


Ca 
219846306 


3883911 38853 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfatibacillum. 


loramato 


ref 


r. 
ref 


NR_025899.1 


NR_025896.1 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


4026183 4027706 Desulfatibacillum 


88610 Bacteria_16S 4031629 4031592 73 110 gi|219846202|ref|NR_025792.1 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 40308 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 

88610 Bacteria_16S 4033179 4033142 73 110 gi|219846201|ref|NR_025791.1 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 40324 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glyco 
88610 Bacteria_16S 4034733 4034696 73 110 gi|219846200|ref|NR_025790.1 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 403395 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glyco 
Glycomycetaceae; Glycomyces. 

88610 Bacteria_16S 4037752 4037711 69 110 gi|219846198|ref|NR_025788.1 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomo 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

88610 Bacteria_16S 4055724 4055679 65 110 gi| 219846183 |ref|NR_025773.1 
strain SS20 16S ribosomal RNA, partial sequence 4054980 40563 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
88610 Bacteria_16S 4060249 4060208 69 110 gi|219846180|ref|NR_025770.1 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 406093 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxal 
88610 Bacteria_16S 4064844 4064799 65 110 gi|219846176|ref|NR_025766.1 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
88610 Bacteria_16S 4066369 4066324 65 110 gi|219846175|ref|NR_025765.1 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
88610 Bacteria_16S 4076870 4076825 65 110 gi|219846168|ref|NR_025758.1 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 40776 

Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 
Mahella. 

88610 Bacteria_16S 4081577 4081536 69 110 gi|219846165|ref|NR_025755.1 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 40822 

Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

88610 Bacteria_16S 4084630 4084589 69 110 gi|219846163|ref|NR_025753.1 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methyl 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; 
88610 Bacteria_16S 4086153 4086108 65 110 gi|219846162|ref|NR_025752.1 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40868 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

88610 Bacteria_16S 4095207 4095162 65 110 gi| 219846156 |ref|NR_025746.1 
strain P2 16S ribosomal RNA, partial sequence 4094388 40957 

Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
88610 Bacteria_16S 4101015 4100974 69 110 gi|219846152|ref|NR_025742.1 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitin 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitin 
88610 Bacteria_16S 4122323 4122282 69 110 gi|219846135|ref|NR_025725.1 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 412305 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rho 
Petrobacter. 

88610 Bacteria_16S 4123862 4123817 65 110 gi|219846134|ref|NR_025724.1 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 412310 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
Volucribacter. 

88610 Bacteria_16S 4132956 4132911 65 110 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

88610 Bacteria_16S 4165457 4165412 65 110 gi|219846104|ref|NR_025694.1 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 416611 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales 
Desulfatibacillum. 

88610 Bacteria_16S 4176116 4176075 69 110 gi|219846096|ref|NR_025686.1 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacte 
88610 Bacteria_16S 4177601 4177560 69 110 gi|219846095|ref|NR_025685.1 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 417830 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 
88610 Bacteria_16S 4182270 4182225 65 110 gi|219846089|ref|NR_025679.1 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 418295 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacter 
88610 Bacteria_16S 4189845 4189804 69 110 gi| 219846083 |ref|NR_025673.1 


thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Schlegelella. 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 
Glycomycetaceae; 


Glycomyces. 
Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


mycineae; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 
Ss. 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 
Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Chitinibacter 

ibacter tainanensis 

ibacter. 

Petrobacter 

2 Petrobacter 

docyclaceae; 


Volucribacter 
3 4124536 Volucribacter 


urellaceae; 


Halobacillus locisalis 


locisalis Bacteria; 


Desulfatibacillum 

9 Desulfatibacillum 

; Desulfobacteraceae; 
Achromobacter spanius 
Sspanius Bacteria; 

ay 

Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 

Fusobacterium 

4 Fusobacterium 

ium. 


4189049 419056 


Schlegelella 
5 Schlegelella 


88610 
strain LMG 5906 
Proteobacteria; 
88610 
ganghwensis stra 
ganghwensis Bact 
88610 
nitratireducens 
nitratireducens 
Thioalkalivibrio 
88610 
hispanicus strai 
hispanicus Bacte 
88610 
strain F2R9 16S 
Proteobacteria; 
88610 
aquaticum strain 
Bacteria; Proteo 
88610 
guttiformis stra 
guttiformis Bact 
Sulfitobacter. 
88610 
strain Ekho Lake 
Proteobacteria; 
88610 
strain FF3 16S r 
Proteobacteria; 
88610 
strain MCRL 0044 
Actinobacteria; 
88610 
strain OXB 16S r 
Proteobacteria; 
88610 
strain CDC F5101 
Proteobacteria; 
88610 
strain A3 16S ri 
Proteobacteria; 
88610 
strain HTCC2597 
Proteobacteria; 
88610 
vestfoldensis st 
vestfoldensis Ba 
Loktanella. 
88610 
N7 16S ribosomal 
Gammaproteobacte 
88610 
nubinhibens stra 
Bacteria; Proteo 
88610 
strain DSS-3 16S 
Proteobacteria; 
88610 
halophilum strai 
Bacteria; Actino 
Microbacterium. 
88610 
strain ES10.1 16 
Actinobacteria; 
88610 
chloroethenica s 
chloroethenica B 
Desulfuromonas. 
88610 
Och 149 16S ribo 
Proteobacteria; 
88610 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


Bacteria_ 


16S 
1 
Betaproteobacteria; Burkholderiales; Al 
16S 4195920 4195875 65 110 gi 
in JC2044 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacter 
16S 4206377 4206336 69 110 gi 
train ALEN 2 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


4194443 4194402 69 110 gi 


s 
B 
16S 4224674 4224629 65 110 gi 
n DSM 5352 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Salinicocc 
16S 4235234 4235189 65 110 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 4241210 4241165 65 110 gi 
GR16 16S ribosomal RNA, partial sequen 
bacteria; Alphaproteobacteria; Rhizobia 
16S 37105 37061 65 109 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


i 
e 


16S 38508 38464 65 109 gi 
162 16S ribosomal RNA, partial sequenc 
Alphaproteobacteria; Rhodobacterales; R 
16S 146375 146331 65 109 gi 
ibosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 
16S 265447 265411 74 110 gi 


Actinobacteridae; Actinomycetales; Pseu 
16S 266978 266938 70 110 gi 
ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Ox 
16S 289625 289585 69 109 gi 
16S ribosomal RNA, complete sequence 

Betaproteobacteria; Burkholderiales; Al 
16S 365453 365409 65 109 gi 
bosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 
16S 379014 378970 65 109 gi 
1 
Alphaproteobacteria; Rhodobacterales; R 
16S 503615 503571 65 109 gi 
ain R-9477 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


r 
Cc 


16S 659927 659883 65 
RNA, partial sequence 
ria; Pseudomonadales; Moraxellaceae; Mo 
16S 928641 928597 65 109 gi 
in ISM 16S ribosomal RNA, partial seque 
bacteria; Alphaproteobacteria; Rhodobac 
16S 930129 930085 65 109 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 
16S 1113074 1113030 65 109 gi 
76 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


109 gi 


n 
b 


16S 1131212 1131169 65 108 

S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Stre 
16S 1268777 1268733 65 109 gi 
train TT4B 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Deltaproteobac 


gi 


16S 1352244 1352200 65 
somal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 


109 gi 


219846079 


6S ribosomal RNA, partial sequence 4193672 41950 


caligenace 
219846078 
quence 

ia; Oceano 
219846071 
1 sequence 
cteria; Ch 


219846055 
equence 
us. 
219846045 


4234473 42358 


Enterobac 
219846041 
ce 42404 
les; Methy 
265679039 
ial sequen 
ia; Rhodob 


265679038 
e 37787 
hodobacter 
265678965 


145646 14699 


hodobacter 
265678883 


16S ribosomal RNA, partial sequence 264725 26613 


donocardin 
265678882 


266185 26767 


alobactera 
265678867 

28882 

caligenace 
265678811 


364736 36609 


hodobacter 
265678802 


6S ribosomal RNA, partial sequence 378266 37969 


hodobacter 
265678716 
sequence 

eria; Rhod 


265678609 


659171 660617 Morax 


raxella. 

265678426 
nce 92790 
terales; R 
265678425 


929371 93083 


hodobacter 
265678300 
e 11123 
ales; Micr 


253680769 


1130448 11319 


ptosporang 
219846421 
equence 
teria; Des 


228720499 


1351515 1352883 Roseo 


hodobacter 


16S 1353686 1353642 65 109 gi 


ref|NR_025669.1| Kerstersia gyiorum 
85 Kerstersia gyiorum Bacteria; 
ae; Kerstersia. 
ref|NR_025668.1 
195136 419657 
spirillales; Hah 
ref|NR_025661.1 
4205616 420703 
romatiales; Ecto 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


rs 


Salinicoccus 
3 Salinicoccus 


ref|NR_025645.1 
4223876 422538 


ref|NR_025635.1| Klebsiella variicola 

84 Klebsiella variicola Bacteria; 

teriaceae; Klebsiella. 

ref|NR_025631.1| Methylobacterium 

69 4241874 Methylobacterium aquaticum 

lobacteriaceae; Methylobacterium. 

ref |NR_029347.1| Sulfitobacter 

ce 36384 37736 Sulfitobacter 

acterales; Rhodobacteraceae; 
Sulfitobacter brevis 

obacter brevis Bacteria; 


ref |NR_029346.1 

39128 Sulfit 
aceae; Sulfitobacter. 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029189.1| Kutzneria viridogrisea 
4 Kutzneria viridogrisea Bacteria; 
eae; Pseudonocardiaceae; Kutzneria. 
ref|NR_029188.1| Oxalobacter formigenes 
2 Oxalobacter formigenes Bacteria; 
ceae; Oxalobacter. 
ref|NR_029173.1| Bordetella holmesii 
4 290348 Bordetella holmesii Bacteria; 
ae; Bordetella. 
ref|NR_029116.1| Salipiger mucosus 
9 Salipiger mucosus Bacteria; 
aceae; Salipiger. 
ref|NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 
aceae; Oceanicola. 
ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 


Moraxella canis strain 
ria; Proteobacteria; 


ref 
ella 


NR_028914.1 
canis Bacte 


Roseovarius 
arius nubinhibens 


ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; Roseovarius. 

ref|NR_028727.1| Ruegeria pomeroyi 
3 Ruegeria pomeroyi Bacteria; 

aceae; Ruegeria 
ref |NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


Microbacterium 
acterium halophilum 
obacteriaceae; 
ref|NR_028017.1| Nocardiopsis exhalans 
04 Nocardiopsis exhalans Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_026012.1] Desulfuromonas 

1267974 1269475 Desulfuromonas 
ulfuromonadales; Desulfuromonadaceae; 
Roseobacter litoralis 
Och 149 Bacteria; 


ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobacter. 


228720330 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 


ref|NR_027591.1] Gluconacetobacter 
1352934 1354418 Gluconacetobacter 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 


88610 


HEL-45 16S riboso 


88610 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


88610 


strain KMM 241 16 
Proteobacteria; 


88610 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


88610 


strain LMG 21857 
Proteobacteria; 


88610 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


88610 


strain DSM 12838 
Proteobacteria; 


88610 


macestii strain M-9 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


88610 


jannaschiana stra 
jannaschiana Bact 


88610 


strain DSM 2665 1 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


teria; 


1379422 1379378 65 


mal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


1444629 1444585 65 


1700943 1700899 65 


1860528 1860484 65 
Proteobacteria; 


1869689 1869645 65 


1894383 1894339 65 


1933606 1933562 65 


1977579 1977535 65 


2013176 2013132 65 


2014636 2014592 65 


109 
1378 


109 


rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobacteria; 


109 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alt 


109 


ain LMG 21861 16S ribosomal RNA, partial 
Gammaproteobacteria; Alteromonadales; 


109 


109 


109 


109 


109 


in ATCC 33883 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


109 


gi|228717469 


ref|NR_027563.1 


686 1380064 Oceanibulbus indolife 


224581424 
sequence 


gi 


gi|219878407 
1700153 17016 


219878294 
sequenc 


gi 


gi|219878288 


16S ribosomal RNA, partial sequence 1868909 18703 
Gammaproteobacteria; Alteromonadales; Alt 


gi|219878268 


DSM 1741 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


gi|219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
Deltaproteobacteria; Desulfovibrionales; 


219878210 
19767 


gi 


219878187 
sequenc 
Rhodo 
219878186 


gi 


gi 


6S ribosomal RNA, partial sequence 2013915 20153 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


88610 


strain SW-47 16S 
Proteobacteria; 


88610 


submarinus strain 
Bacteria; 


88610 


thiooxidans strai 
thiooxidans Bacte 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Roseinatronobacter. 


88610 


strain LBB1 16S r 


Bacteria_16S 


2101452 2101408 65 


2103038 2102998 70 


2336504 2336460 65 


2341016 2340972 65 


109 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


110 


6N 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


109 


109 


ibosomal RNA, partial sequence 


gi|219878121 
2100672 21021 


219878118 
21022 


gi 


gi|219857504 


n ALG 1 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


gi|219857501 
2340265 23417 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


88610 


Bacteria_16S 


2509303 2509259 65 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 
88610 
strain SCH-89 16S 


Bacteria_16S 
ribosomal RNA, partial sequence 


2536575 2536531 65 


109 


109 


gi|219857371 


FN-Cf£55 16S ribosomal RNA, partial sequence 
; Proteobacteria; Alphaproteobacteria; 


Rhodospir 


gi| 219857353 
2535834 25371 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


88610 
strain VP-5 16S r 


Bacteria_16S 
ibosomal RNA, partial sequence 


2539338 2539294 65 


109 


gi|219857351 
2538597 25399 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


88610 
strain MHS-2 16S 


Bacteria_16S 


2540668 2540624 65 
ribosomal RNA, partial 


109 
sequence 


gi| 219857350 
2539981 25412 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


88610 
strain MHS-3 16S 


Bacteria_16S 


2542073 2542029 65 
ribosomal RNA, partial 


109 
sequence 


gi|219857349 
2541332 25426 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


88610 
strain CVL 16S ri 
Proteobacteria; D 
88610 


transvaalensis Ba 
88610 


Bacteria_16S 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 
Bacteria_16S 
transvaalensis strain SAGM1 16S ribosomal RNA, partial 
Clostridia; 
Bacteria_16S 


2614284 2614240 65 


2794968 2794924 65 


cteria; Firmicutes; 
2971643 2971599 65 


109 


109 


109 


gi] 219857256 
2613469 26150 


219857120 

sequence 

Clostridiales; C 
gi|219846942 


gi 


resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 


Rhodobacterales; 


Desulfovibrionales; 


Rhodobacterales; 


Desulfovibrionaceae; 


Oceanibul 
ref|NR_027205.1 

1443876 144534 
Rh 
ref|NR_025546.1 
Glaciecol 
ref |NR_025433.1 
e 1859752 186123 
Alt 
ref|NR_025427.1 
Glaciecol 
NR_025407.1 
1893578 189509 
Des 
ref |NR_025378.1 
Des 
ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 


ceae; Hyphomonas 
ref|NR_025260.1 


Alteromon 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref |NR_025092.1 

2335756 233710 
Rhodo 


ref|NR_025089.1 
aceae; 
ref|NR_024959.1 

2508571 251001 
illales; Acetoba 
ref |NR_024941.1 
ceae; Hyphomonas 
ref |NR_024939.1 


ceae; 
ref |NR_024938.1 


ceae; 
ref |NR_024937.1 


ceae; 
ref |NR_024887.1 
09 Desulfovibrio 
Des 
ref|NR_024748.1 

2794179 279557 
lostridiaceae; A 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 
eromonadaceae; 


a. 

Alteromonas 
3 Alteromonas 
eromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
eromonadaceae; 


a. 
Desulfomicrobium 

4 Desulfomicrobium 

ulfomicrobiaceae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 


ulfomicrobium. 
Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Hyphomonas 

4 Hyphomonas 

omonadaceae; Hyphomonas. 

Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 

Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 

Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
Rhodobaca. 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Hyphomonas. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Alkaliphilus 
1 Alkaliphilus 
lkaliphilus. 


ref|NR_026534.1 
2970861 297232 


Pseudomonas 
5 Pseudomonas 


resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
88610 
mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 
88610 
pontiacus ChLG-10 
Bacteria; Proteob 
88610 
heliothermus stra 
heliothermus Bact 
Antarctobacter. 
88610 
strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Bacteria_16S 


88610 
africanus strain 
africanus Bacteri 
Desulfovibrio. 
88610 
strain E-37 16S r 
Proteobacteria; A 
88610 
strain 18323 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3062913 3062869 65 109 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


s 
er 


3143894 3143850 65 109 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3162221 3162177 65 109 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


te 


eq 
ri 


3163682 3163638 65 109 gi 
172 16S ribosomal RNA, partial sequence 
ho 
3242677 3242633 65 109 gi 
DSM 2603 16S ribosomal RNA, partial se 


a; Proteobacteria; Deltaproteobacteria 


qu 


, 


3717128 3717084 65 109 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3803950 3803910 69 109 gi 
ribosomal RNA, partial sequence 


gi 


ho 


219846880 


219846826 


219846814 


219846813 


219846759 


219846425 
3716418 37177 


219846360 
3803146 38046 


ref|NR_026472.1 
3062186 306360 
obacterales; Rho 


equence 
ia; Rhod 


ref|NR_026418.1 

3143169 3144565 Sulfit 
rales; Rhodobacteraceae; 
ref|NR_026406.1 
161511 316291 


bacterales; Rhod 


Ww 


uence 
a; Rhodo 


ref|NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref |NR_026351.1 

3241884 324339 
ibrionales; Desu 


31629 
dobacter 


ence 
Desulfov 


ref|NR_026016.1 


dobacteracea 


ref 


e; Sagittul 
NR_025951.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

88610 Bacteria_16S 4005847 4005803 65 109 gi|219846221|ref|NR_025811.1 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 400647 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alte 
Salinimonas. 

88610 Bacteria_16S 4045270 4045226 65 109 gi|219846190|ref|NR_025780.1 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 40459 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
88610 Bacteria_16S 4099550 4099506 65 109 gi|219846153|ref|NR_025743.1 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 410017 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyc 
Algoriphagus. 

88610 Bacteria_16S 4128388 4128344 65 109 gi|219846131|ref|NR_025721.1 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 412904 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Aestuariibacter. 

88610 Bacteria_16S 4129877 4129833 65 109 gi|219846130|ref|NR_025720.1 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 413053 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Aestuariibacter. 

88610 Bacteria_16S 4166902 4166858 65 109 gi|219846102|ref|NR_025692.1 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 416759 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodoba 
Sulfitobacter. 

88610 Bacteria_16S 4168384 4168340 65 109 gi|219846101|ref|NR_025691.1 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 
88610 Bacteria_16S 4232204 4232160 65 109 gi| 219846047 |ref|NR_025637.1 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 423288 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterale 
Leisingera. 

88610 Bacteria_16S 29587 29544 65 108 gi|265679044|ref|NR_029352.1 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 

amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 
88610 Bacteria_16S 68957 68914 65 108 gi|265679018|ref|NR_029326.1 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 

camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Corynebacteriaceae; Corynebacterium. 

88610 Bacteria_16S 189127 189081 65 110 gi| 265678937 |ref|NR_029245.1 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
88610 Bacteria_16S 340249 340206 65 108 gi| 265678831 |ref|NR_029136.1 
strain S-182 16S ribosomal RNA, partial sequence 339450 34088 

Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

88610 Bacteria_16S 380546 380503 65 108 gi| 265678801 |ref|NR_029106.1 


delbrueckii subsp 


Lactobacillus. 


indicus Bacteria; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 

obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 
a. 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Algoriphagus 

1 Algoriphagus 

lobacteriaceae; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Lactobacillus 
Lactobacillus 
us. 
Corynebacterium 
Corynebacterium 
ebacterineae; 


Clostridium 

Clostridium 
lostridium. 

Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


indicus strain NCC725 16S ribosomal RNA, partial sequence 
Lactobacillus delbrueckii subsp. 


Firmicutes; 


Lactobacillales; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


88610 Bacteria_16S 412945 412902 65 108 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
88610 Bacteria_16S 414549 414506 65 108 gi| 265678778 |ref|NR_029083.1]| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
88610 Bacteria_16S 428367 428324 65 108 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
88610 Bacteria_16S 475938 475895 65 108 gi|265678734|ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
88610 Bacteria_16S 494372 494329 65 108 gi| 265678722 |ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
88610 Bacteria_16S 508238 508203 73 108 gi|265678713|ref|NR_029018.1| Lactobacillus 
coryniformis subsp. torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 
Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 
Lactobacillaceae; Lactobacillus. 
88610 Bacteria_16S 552432 552389 65 108 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
88610 Bacteria_16S 573673 573630 65 108 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
88610 Bacteria_16S 608237 608194 65 108 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
88610 Bacteria_16S 628141 628102 71 LLY gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M11 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 
88610 Bacteria_16S 808242 808199 65 108 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
88610 Bacteria_16S 849255 849212 65 108 gi|265678480|ref|NR_028783.1| Klebsiella 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 
88610 Bacteria_16S 1065047 1065001 65 110 gi|265678334|ref|NR_028636.1| Marinomonas 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
88610 Bacteria_16S 1134225 1134182 65 108 gi| 253680767 |ref|NR_028015.1| Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
88610 Bacteria_16S 1181233 1181190 65 108 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 
88610 Bacteria_16S 1256658 1256615 65 108 gi|219857144|ref|NR_024772.1| Corynebacterium 


efficiens YS-314 

Bacteria; Actinob 
Corynebacterium. 

88610 
strain CBS 107.95 
Bacteria; Actinob 
88610 
urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 
88610 
faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 

88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


1262608 1262565 65 108 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1291217 1291174 65 108 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 

e; Corynebacterium. 

1346158 1346115 65 108 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1450670 1450627 65 108 gi 


16S ribosomal RNA, partial sequence 1255896 12573 


ales; Cory 
219846681 

12618 
ales; Cory 
228720812 
e 12904 
tinomyceta 


228720938 
ence 13453 


mycetales; 


224581420 


spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


nebacterineae; C 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Corynebacterium 
bacterium urealyticum 
rineae; 


ref|NR_027599.1 
82 1346861 Brachy 


Micrococcineae; 


ref|NR_027201.1 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


1449903 145131 


Corynebacterium 
6 Corynebacterium 


88610 Bacteria_16S 1477798 1477755 65 108 gi| 219878440 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 14785 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
88610 Bacteria_16S 1490051 1490016 73 108 gi| 219846947 
strain IBS G15036 16S ribosomal RNA, partial sequence 14892 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet Cory 
Corynebacterium. 
88610 Bacteria_16S 1500550 1500507 65 108 gi 
afermentans subsp. afermentans strain CIP 103499 16S ri 
Corynebacterium afermentans subsp. 
Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 

88610 Bacteria_16S 1509497 1509454 65 108 gi|219846290|ref|NR_025880.1 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 150868 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillacea 
88610 Bacteria_16S 1526082 1526039 65 108 gi|219857499|ref|NR_025087.1 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactob 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

88610 Bacteria_16S 1617069 1617026 65 108 gi| 219878465 |ref|NR_025604.1 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 161776 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cycloba 
Algoriphagus. 
88610 Bacteria_16S 
strain LMG 21970 


ref|NR_025579.1 
22 Lactobacillus 


Lactobacillus spicheri 
spicheri Bacteria; 


ref|NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


Corynebacterium durum 
bacterium durum 
ales; orynebacteriaceae; 
219846622|ref|NR_026214.1| Corynebacterium 
bosomal RNA, complete sequence 1499786 1501111 


afermentans Bacteria; Actinobacteria; Actinobacteridae; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Lactobacillus jensenii 
acillus jensenii 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 


1618592 1618549 65 108 gi|219878464 
16S ribosomal RNA, partial sequence 1617815 16192 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteria 
88610 Bacteria_16S 1620115 1620072 65 108 gi| 219878463 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobact 
Algoriphagus. 
88610 Bacteria_16S 1621638 1621595 65 108 gi 
winogradskyi strain LMG 21969 16S ribosomal RNA, partia 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; 
Algoriphagus. 


ref|NR_025603.1 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 
ref|NR_025602.1| Algoriphagus 
1619338 1620810 Algoriphagus 
eriales; Cyclobacteriaceae; 


Algoriphagus chordae 


219878462 
1 sequence 
Sphingobac 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 
88610 1710073 1710038 73 108 


219878401|ref 


Bacteria_16S 


gi 


NR_025540.1 


Corynebacterium 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 
88610 
sacelli strain LM 
sacelli Bacteria; 


Bacteria_16S 


2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


1760368 1760325 65 108 gi 
G 20345 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Actin 


17093 
es; 


219878365 


nce 
omycetal 


Cory 


12 1710793 Coryn 
nebacterineae; 


e 
Cc 


bacterium atypicum 
orynebacteriaceae; 


ref|NR_025504.1 
1759669 176107 
Micrococcine 


Brachybacterium 
3 Brachybacterium 


es; ae; Dermabacteraceae; 


Brachybacterium. 
88610 Bacteria_16S 1761889 1761846 65 108 gi| 219878364 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Brachybacterium. 
88610 Bacteria_16S 1763411 1763368 65 108 gi 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 
Dermabacteraceae; Brachybacterium. 

88610 Bacteria_16S 1837760 1837717 65 108 gi 
intestinalis strain DSM 6629 16S ribosomal RNA, partial 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillac 
88610 Bacteria_16S 1839323 1839280 65 108 gi| 219878309 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 18400 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
88610 Bacteria_16S 1856027 1855984 65 108 gi| 219878297 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacteriaceae; Corynebacterium. 

88610 Bacteria_16S 1858994 1858951 65 108 gi 
testudinoris strain CCUG 41823 16S ribosomal RNA, parti 


ref|NR_025503.1 
1761124 176259 


ales; Micrococci 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


219878363|ref 
artial sequenc 
ridae; Act 


NR_025502.1 
e 176264 
inomycetales; Mi 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


219878310 
sequence 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


ref |NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


ref|NR_025436.1 
1855266 185659 
ales; Corynebact 


Corynebacterium 
9 Corynebacterium 
erineae; 


’ 


219878295 
al sequenc 


Corynebacterium 
1 Corynebacterium 


ref |NR_025434.1 
e 1858220 185970 


testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

88610 Bacteria_16S 1872799 1872756 65 108 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter parvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

88610 Bacteria_16S 1874315 1874272 65 108 gi|219878285|ref|NR_025424.1| Arthrobacter 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 
88610 Bacteria_16S 1888245 1888202 65 108 gi|219878273|ref|NR_025412.1| Acinetobacter 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 1887472 1888937 Acinetobacter 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


6 Arthrobacter 
ineae; Micrococcaceae; 


s 
Ac 


equence 1873541 187493 
tinomycetales; Micrococc 


88610 Bacteria_ 


strain LUH 3792Ty 
Proteob 


Bacteria; 
88610 Bacteria_ 
strain DSM 20285 
Firmicutes; 
88610 Bacteria_ 
strain TMW 1.666 
Bacteria; 
88610 Bacteria_ 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


88610 Bacteria_ 
strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


88610 Bacteria_ 


strain DSM 176 16 
G 


Proteobacteria; 
88610 Bacteria_ 
variabile strain 


variabile Bacteri 
Corynebacteriacea 


88610 
strain CCUG 35957 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


88610 


simulans strain U 
Bacteria; Actinob 


Corynebacterium. 
88610 
johnsonii strain 


johnsonii Bacteri 


88610 


illinoisensis str 
illinoisensis Bac 


Alkanindiges. 
88610 
pantheris strain 


pantheris Bacteri 


88610 
strain LMG S-1926 


Bacteria; Actinob 


Corynebacterium. 
88610 


xinjiangensis Bac 
Nocardiopsaceae; 
88610 


Nocardiopsaceae; 
88610 
strain CCUG 43179 
Bacteria; 
88610 


manihotivorans st 


manihotivorans Ba 
88610 
kitasatonis strai 
kitasatonis Bacte 
88610 
psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 
88610 
strain IAM 14851 


88610 


Lacto 


Firmicu 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
xinjiangensis strain YIM 90004 16S ribosomal RNA, parti 


Bacteria_16S 
kunsanensis strain HA-9T 16S ribosomal RNA, partial seq 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 
Bacteria_16S 
Firmicu 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


16S 1913619 1913576 65 108 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


16S 1918318 1918275 65 108 gi 


bacillales; Lactobacillaceae; Pediococ 
16S 1944237 1944194 65 108 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
16S 1953405 1953362 65 108 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

16S 1959401 1959358 65 108 
ribosomal RNA, partial sequence 


gi 


16S 2025011 2024968 65 
S ribosomal RNA, 
ammaproteobacteria; Chromatiales; Chro 
16S 2030959 2030916 65 108 gi 
DSM 20132 16S ribosomal RNA, partial s 


108 gi 


e; Corynebacterium. 
2035522 2035479 65 108 gi 
16S ribosomal RNA, partial sequence 


2037048 2037005 65 108 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2083284 2083241 65 108 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2107514 2107471 65 108 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


2196913 2196870 65 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; Lactob 
2324560 2324517 65 108 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


108 gi 


2333568 2333525 65 108 gi 


teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 
2401692 2401649 65 


108 gi 


Nocardiopsis. 
2465604 2465561 65 108 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; 
2673438 2673395 65 108 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2704932 2704889 65 108 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
2767788 2767745 65 108 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 
zia. 


gi 


2901845 2901802 65 108 gi 


2945954 2945911 65 108 


na 


’ 


Ac 


oc 


eq 
a; Actinobacteria; Actinobacteridae; Act 


oc 
nc 
al 
se 
ac 
et 


er 


se 
ac 


al 


al 
e; 


ue 


Lactobacillaceae; 


e 
ac 


se 
ob 


al 
ri 


oc 


gi 


219878253 


dales; 
219878249 


16S ribosomal RNA, partial sequence 1917484 19190 
cu 


Ss. 
219878232 
19433 


219878226 
sequence 


219878222 


1958616 19601 
occineae 


219878179 


complete sequence 2024259 20257 
ma 


tiaceae; 
219878175 
uence 
inomy: 


219878171 
20347 
occin 
219878170 
e 20362 
es; C 


219878134 
quence 

illac 
219878115 


ia; 


219857601 
quence 


219857513 
23238 
es; Cory 
219857507 
sequenc 


219857459 
nce 
Actinomyc 


219857406 
24647 
Lactobac 
219857207 
sequence 
tobacill 
219857185 
quence 

acillace 
219857139 
sequenc 
dae; Act 


219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Bacteria_16S 


occineae 
219856826 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacte 


ria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


19128 
M 


Lactobac 


tinomyce 


cet 


eae; 


ory 


eae 


e sequen 
Pseu 


illaceae 


Actinomycet 


ref|NR_025392.1 
72 1914310 Acine 
oraxellaceae; 
ref|NR_025388.1 


ref|NR_025371.1 
98 1944958 Lacto 
illus. 
ref|NR_025365.1 

1952641 195404 
tales; Corynebac 


ref |NR_025361.1 
16 Arthrobacter 
; Micrococcacea 
ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
NR_025314.1 
3 
Corynebac 


ref|NR_025310.1 
53 2036233 Rothia 
3; Micrococcacea 
ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


ref|NR_025273.1 
2082477 208396 

; Lactobacillus. 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 
ref |NR_025189.1 
196082 219764 

; Lactobacillus. 
ref|NR_025101.1 
67 2325209 Coryne 
nebacterineae; C 


ND 


ref|NR_025095.1 
e 2332775 233429 
ales; Strept 


ref |NR_025047.1 
2400924 240237 
etales; Streptos 


ref |NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024813.1 

2704122 270562 
ae; Lactobacillu 
ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


ref |NR_024674.1 
46 Leucobacter a 
; Microbacteriac 
ref |NR_024645.1 
2945130 294667 

Lactobacillu 


t 
Ac 


b 


t 


e: 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Corynebacterium 
7 Corynebacterium 


terineae; 


Arthrobacter albus 


albus Bacteria; 
e 


v 


Arthrobacter. 
Isochromatium buderi 
buderi Bacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


v 


Lactobacillus 
3 Lactobacillus 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Lactobacillus 
0 Lactobacillus 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Lactobacillus mucosae 
acillus mucosae 


Lactobacillus 
4 Lactobacillus 
llus. 
Lactobacillus 
7 Lactobacillus 
Ss. 

Dietzia 

5 Dietzia 
rynebacterineae; 


Leucobacter albus 


lbus Bacteria; 


eae; Leucobacter. 
Lactobacillus 

8 Lactobacillus 
Ss. 


88610 Bacteria_16S 
fornicalis strain 
fornicalis Bacteria; 
88610 Bacteria_16S 
hortensis strain 


3009741 3009698 65 
Firmicutes; 


3046130 3046087 65 


Ornithinicoccus. 
3097453 3097410 65 


Intrasporangiaceae; 
88610 Bacteria_16S 


confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 


confusum Bacteria; 
Corynebacteriaceae; Corynebacterium. 

88610 Bacteria_16S 3148409 3148366 65 
falsenii CCUG 33651 16S 
Bacteria; Actinobacteria; 
Corynebacterium. 
88610 Bacteria_16S 3165248 3165205 65 
strain YH-15 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
88610 Bacteria_16S 3175878 3175835 65 
mucifaciens strain DMMZ 


Corynebacteriaceae; 
88610 Bacteria_16S 
singulare strain 


Corynebacterium. 
3178975 3178932 65 


Corynebacteriaceae; Corynebacterium. 
88610 Bacteria_16S 3200391 3200348 65 


kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial seque 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; 
88610 Bacteria_16S 
strain M408/89/1 


Corynebacterium. 
3201831 3201788 65 


Corynebacterium. 
88610 Bacteria_16S 


3213791 3213748 65 


lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial seque 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
88610 Bacteria_16S 3304860 3304817 65 


strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 33055 
Lactobacillaceae; 


Firmicutes; 
88610 


Lactobacillales; 
Bacteria_16S 3306400 3306357 65 


strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillaceae; 


Firmicutes; 
88610 


Lactobacillales; 
Bacteria_16S 3354919 3354876 65 


tyrofermentans strain CNRZ 926 16S ribosomal RNA, 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; 
88610 


Brachybacterium. 
Bacteria_16S 3356479 3356436 65 


strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


88610 Bacteria_16S 3359606 3359563 65 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; Brachybacterium. 

88610 Bacteria_16S 3361188 3361145 65 
halophilus strain 
halophilus Bacteria; 
88610 Bacteria_16S 


Firmicutes; 
3430560 3430525 73 


matruchotii strain CIP 81.82 16S ribosomal RNA, partial 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
88610 Bacteria_16S 3433388 3433345 65 


xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 34326 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


88610 Bacteria_16S 3437582 3437539 65 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 34368 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


Bacteria; 
88610 


Bacteria_16S 3439091 3439048 65 


108 


108 


108 


108 


partial sequence 
Lactobacillaceae; 


108 gi|219846812 
3164429 31659 
Lactobacillus. 


108 


108 


108 


108 


108 


108 


108 


108 


108 


108 


108 


Bacillaceae; 


108 


108 


108 


108 


gi 


TV1018 16S ribosomal RNA, partial sequence 


Lactobacillales; Lactobacillaceae; Lactobacillu 


gi 


HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


2278 16S ribosomal RNA, partial sequence 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; 


gi 


IBS B52218 16S ribosomal RNA, partial 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


gi 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


gi 


Lactobacillus. 


gi 


Lactobacillus. 


gi 


complete sequen 


gi 


gi 


gi 


DSM 20408 16S ribosomal RNA, partial 
Bacillales; 


gi 


gi 


gi 


gi 


219846917 


219846891 


219846857 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846823 
31476 


219846804 
Actinomyc 
219846802 


sequence 


219846788 


219846787 


219846778 
Actin 


219846718 


219846717 


219846680 
Actino: 


219846679 


219846677 
Actinomy 
219846676 
sequence 
Marinoc 
219846624 
sequence 

Actinomyc 
219846621 
Cory 


219846618 


ref|NR_026509.1 
3008942 301036 


n 


ref|NR_026483.1 
3045360 304685 


ref|NR_026449.1 
3096668 309807 


ref |NR_026415.1 


ref|NR_026404.1 
45 Lactobacillus 


ref |NR_026396.1 
3175122 317658 
etales; 


ref|NR_026394.1 
3178210 317953 
ales; Corynebact 


ref 
nce 


NR_026380.1 
319961 
Actinomyceta 


ref |NR_026379.1 


eae; Corynebacte 
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ref|NR_026272.1 
ce 3354134 335564 
mycetales; Micro 
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ref |NR_026269.1 
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occus. 
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nebacterineae; C 
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Ornithinicoccus 
1 Ornithinicoccus 


Micrococcineae; 


Corynebacterium 
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Corynebacterineae; 


Corynebacterium 


42 3149116 Corynebacterium falsenii 
Corynebacterineae; Corynebacteriaceae; 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Corynebacterium 
0 Corynebacterium 


Corynebacterineae; 


Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Brachybacterium 
5 Brachybacterium 


coccineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 
2 Brachybacterium 
ccineae; 


Marinococcus 
2 Marinococcus 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 


ref|NR_026209.1 


Acinetobacter lwoffii 


DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


88610 Bacteria_16S 3440601 3440558 65 108 gi| 219846616 


ref|NR_026208.1| Acinetobacter junii 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


88610 Bacteria_16S 3443620 3443577 65 108 gi|219846614 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 


ref|NR_026206.1| Acinetobacter 
3442841 3444299 Acinetobacter 


baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


88610 Bacteria_16S 3498467 3498432 73 108 gi|219846577 


ref|NR_026169.1| Actinomyces radingae 


strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


88610 Bacteria_16S 3861583 3861540 65 108 gi|219846321 


ref|NR_025911.1| Lactobacillus reuteri 


F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 


Lactobacillales; Lactobacillaceae; Lactobacillus. 
88610 Bacteria_16S 3900098 3900053 65 110 gi|219846295 


ref|NR_025885.1| Roseibium denhamense 


strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 


88610 Bacteria_16S 4096608 4096565 65 108 gi| 219846155 


ref|NR_025745.1| Algoriphagus 


ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 


Algoriphagus. 
88610 Bacteria_16S 4113187 4113144 65 108 gi|219846142 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 


ref|NR_025732.1| Brevibacterium 
4112427 4113885 Brevibacterium 


permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 
88610 Bacteria_16S 4236729 4236686 65 108 gi|219846044 
strain BA160 16S ribosomal RNA, partial sequence 4235935 42373 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 


88610 Bacteria_16S 91315 91281 65 99 gi| 265679002 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 


Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 


88610 Bacteria_16S 114451 114405 65 110 gi| 265678986 
strain DM-2 16S ribosomal RNA, partial sequence 113641 11518 


ref|NR_025634.1| Aquiflexum balticum 
93 Aquiflexum balticum Bacteria; 


ref|NR_029310.1| Natroniella acetigena 
Natroniella acetigena Bacteria; 


ref|NR_029294.1| Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 


Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 


88610 Bacteria_16S 202873 202831 65 107 gi| 265678928 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 20208 


ref |NR_029236.1| Coprothermobacter 
7 203611 Coprothermobacter 


proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 


Coprothermobacter. 


88610 Bacteria_16S 215347 215302 65 110 gi| 265678919 

strain 1 H 9 16S ribosomal RNA, partial sequence 214535 21600 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
88610 Bacteria_16S 291238 291196 65 107 gi| 265678866 

strain Kol5a 16S ribosomal RNA, partial sequence 290399 29196 

Aquificae; Aquificales; Aquificaceae; Aquifex. 

88610 Bacteria_16S 576656 576618 72 110 gi| 265678668 


ref|NR_029227.1| Halomonas elongata 
2 Halomonas elongata Bacteria; 


ref|NR_029172.1| Aquifex pyrophilus 
2 Aquifex pyrophilus Bacteria; 


ref |NR_028973.1| Acidovorax 


valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


88610 Bacteria_16S 591643 591613 65 95 gi| 265678658 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidal 


ref|NR_028963.1|] Anaerophaga 
590846 592357 Anaerophaga 
es; Marinilabiaceae; Anaerophaga. 


88610 Bacteria_16S 676692 676650 65 107 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

88610 Bacteria_16S 744767 744729 65 103 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

88610 Bacteria_16S 769749 769719 65 95 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

88610 Bacteria_16S 879351 879309 65 107 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Prochlorococcaceae; Prochlorococcus. 
88610 Bacteria_16S 891549 891515 65 99 gi| 265678450 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 89219 


Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 


88610 Bacteria_16S 920926 920884 65 107 gi| 265678431 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequenc 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


ref|NR_028752.1| Orenia sivashensis 
7 Orenia sivashensis Bacteria; 


ref|NR_028733.1| Slackia 
e 920164 921628 Slackia 


heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 


Coriobacteriaceae; Slackia. 


88610 Bacteria_16S 973445 973403 65 107 gi| 265678395 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 97261 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

88610 Bacteria_16S 1110034 1109992 65 107 gi| 265678302 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 


ref|NR_028697.1| Waddlia chondrophila 
7 974173 Waddlia chondrophila Bacteria; 


ref|NR_028604.1| Collinsella 
1109258 1110720 Collinsella 


aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 

88610 Bacteria_16S 1167511 1167473 65 103 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

88610 Bacteria_16S 1191713 1191671 65 107 gi|228715750|ref|NR_027538.1| Persephonella marina 
strain EX-H1l 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

88610 Bacteria_16S 1203934 1203892 65 107 gi| 228715356 |ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

88610 Bacteria_16S 1205441 1205399 65 107 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

88610 Bacteria_16S 1208490 1208448 65 107 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

88610 Bacteria_16S 1332405 1332363 65 107 gi|228721494|ref|NR_027617.1| Thermosipho 
melanesiensis strain BI429 16S ribosomal RNA, partial sequence 1331586 1333097 Thermosipho 
melanesiensis BI429 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

88610 Bacteria_16S 1880416 1880374 65 107 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

88610 Bacteria_16S 2078578 2078536 65 107 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

88610 Bacteria_16S 2096929 2096891 65 103 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

88610 Bacteria_16S 2155874 2155832 65 107 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

88610 Bacteria_16S 2277694 2277664 65 95 gi|219857548|ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
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ref |NR_029174.1 


Mycoplasma felis 


287341 288773 Mycoplasma felis Bacteria; 


88610 Bacteria_16S 


303325 303280 65 
strain B-3 16S ribosomal RNA, partial sequence 


110 gi 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
88610 Bacteria_16S 329270 329225 65 110 gi 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, parti 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clos 
Sedis; Sedimentibacter. 

88610 Bacteria_16S 394366 394321 65 110 gi 


strain AIP 354.02 
Firmicutes; 


88610 


strain PUPA-2 16S 
Tenericutes; Moll 


88610 


strain Met-12 16S 
Thermotogae; 


88610 


acidaminovorans s 
acidaminovorans B 


88610 


strain Wt/la 16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Deinococcus-Thermus; 


88610 


strain R9242 16S 


Bacteria_16S 


Thermotogales; 


440756 440711 65 


ribosomal RNA, partial sequence 
icutes; 


Entomoplasmatales; 
451440 451407 74 


ribosomal RNA, partial sequence 


Thermotogaceae; 
483464 483431 74 


Synergistetes; 
529497 529460 72 


ribosomal RNA, partial sequence 
Deinococcales; 


Deinococci; 
569164 569127 73 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


110 gi 


265678858 


302503 30397 


elotrichac 
265678841 
al sequenc 
tridiales; 


265678792 
39362 
Oribacter 

265678761 


439970 44147 


Entomoplasmataceae; M 


train sr15 16S ribosomal RNA, partial 
acteria; 


Deinoco 


110 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


88610 


strain K 1/K2 16S 
Bacteroidetes; 


88610 


strain SL24 16S r 
Thermotogae; 


88610 


strain VPB 4027 1 
Fusobacteria; 


88610 


strain NA 1 16S r 
Proteobacteria; 


88610 


strain NCTC 10617 
Proteobacteria; 


88610 


cetonica strain 4 
Bacteria; 


88610 


strain PIPN-2 16S 
Tenericutes; Moll 


88610 


strain Al 16S rib 
Proteobacteria; 


88610 


strain V33 16S ri 
Proteobacteria; 


88610 


strain M39 16S ri 
Proteobacteria; 


88610 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


570717 570676 69 


ribosomal RNA, partial sequence 


614442 614409 74 


ibosomal RNA, partial sequence 
Thermotogales; 


Thermotogaceae; 
634175 634130 65 


681219 681178 69 


ibosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 


682624 682583 69 


687158 687113 65 


80 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 


737181 737136 65 


ribosomal RNA, partial sequence 
icutes; 


Entomoplasmatales; 
759098 759057 69 


osomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 


760650 760609 69 


bosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 


788242 788201 69 


bosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pis 


855203 855158 65 


Fusobacteriaceae; 


Sphingobacteria; Sphingobacteriales; Sph 


107 gi| 265678753 
450666 45216 
Petrotoga. 
107 gi| 265678729 
sequence 
Synergistia; Synergistal 
109 gi| 265678699 


528726 53019 


ccaceae; D 
265678673 


568394 56988 


6S ribosomal RNA, partial sequence 633402 63487 
Fusobacteriales; 


nomycineae 

110 gi| 265678672 
569932 57142 
ingobacter 

107 gi| 265678642 
613678 61515 

Petrotoga. 
110 gi| 265678628 
Fusobacterium. 
110 gi| 265678595 


110 gi 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 


110 gi 
sequence 
Desulfob 


110 gi 


Entomoplasmataceae; 


110 gi 


110 gi 


110 gi 


110 gi 


microaerophilum strain M 5 16S ribosomal RNA, partial s 
microaerophilum Bacteria; Actinobacteria; Actinobacteri 
Propionibacteriaceae; Propionibacterium. 


88610 


trevisanii strain 


Bacteria_16S 


trevisanii Bacteria; 


88610 


Bacteria_16S 


"WeeTee' 


869098 869065 74 


Fusobacteria; 
940967 940926 69 


1999 16S ribosomal RNA, part 
Fusobacteriales; 


107 gi 
Fus 
110 gi 


680477 68183 


eriaceae; 
265678594 
68188 
eriaceae; 
265678591 
68634 
acterales; 
265678556 


736380 73789 


E 
265678540 


758305 75981 


eriaceae; 
265678539 


759866 76120 


eriaceae; 
265678520 


787469 78896 


ciricketts 
265678475 
equence 

dae; Actin 


265678466 
ial sequen 
obacteriac 
265678418 


strain DSM 2588 16S ribosomal RNA, partial sequence 940206 94166 


Bacteroidetes; 


88610 


strain BARC318 16S ribosomal RNA, 
Tenericutes; Mollicutes; 


88610 


Sapovorans strain OM 16S ribosomal RNA, complete sequence 


Bacteria; Clostridiales; 


Bacteria_16S 


Bacteria_16S 


Firmicutes; 


Sphingobacteria; 


982425 982380 65 


Entomoplasmatales; 
993434 993389 65 


Clostridia; 


Sphingobacteriales; Chi 


110 gi 


110 gi 


tinophagac 
265678389 


complete sequence 981620 98314 
Entomoplasmataceae; 


E 
265678382 


ref 


eae. 


NR_029164.1 
7 Clostridium innocuum Bacteria; 


ref |NR_029146.1 
e 328486 329942 
Clostridiales F 


ref |NR_029097.1 
6 394999 Oribac 
ium. 
ref|NR_029066.1 
esoplasma. 
ref|NR_029058.1 


ref |NR_029034.1 

482698 484170 
es; Synergistace 
ref|NR_029004.1 


einococcus. 
ref |NR_028978.1 
1 Actinobaculum 
; Actinomycetace 
ref |NR_028977.1 


iaceae; Pedobact 
ref |NR_028947.1 


ref |NR_028933.1 
3 Fusobacterium 
ref|NR_028900.1 
Neisseria. 
ref|NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028860.1 
7 Entomoplasma 
ntomoplasma. 

ref |NR_028844.1 


Alysiella. 
ref |NR_028843.1 


Neisseria. 
ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 


ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinophag 
ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 


Clostridium innocuum 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Oribacterium sinus 
terium sinus Bacteria; 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Dethiosulfovibrio 

Dethiosulfovibrio 
ae; Dethiosulfovibrio. 

Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 
Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Entomoplasma lucivorax 


lucivorax Bacteria; 


Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Propionibacterium 
Propionibacterium 

ionibacterineae; 


Leptotrichia 
Leptotrichia 

a. 
Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Entomoplasma freundtii 


freundtii Bacteria; 


ref|NR_028684.1 


Syntrophomo 


Syntrophomonas 


992614 994134 Syntrophomonas sapovorans 
Syntrophomonadaceae; 


nas. 


88610 


satsumensis strai 
satsumensis Bacte 


88610 


japonensis strain 


Bacteria; 


88610 


dehalogenans 2CP- 


2CP-1 Bacteria; 


Anaeromyxobacter. 


88610 


Bacteria_16S 1032993 1032948 65 110 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
n NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
Bacteria_16S 1061945 1061904 69 110 gi|265678336|ref|NR_028638.1| Chitinophaga 
758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 
Bacteria_16S 1120675 1120630 65 110 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Bacteria_16S 1123778 1123737 67 108 gi|224581425|ref|NR_027206.1| Lactobacillus antri 


strain Kx146A4 16 


Firmicutes; 


88610 


Lacto 


Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


88610 
DSM 


Bacteria_16S 
1552 16S ribo 


Firmicutes; Erysi 


88610 


Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 


Dethiosulfovibrio. 
Bacteria_16S 


88610 


mitsuokai DSM 158 


15897 Bacteria; 


88610 


F 


Bacteria_16S 


radiopugnans ATCC 


19172 Bacteria; 
Bacteria_16S 


88610 


D 


lecithinolyticum 
lecithinolyticum 


88610 


88610 


88610 


gonidiaformans st 
gonidiaformans AT 


88610 


88610 


88610 


88610 
subsp. 


elongata subsp. 
Neisseria. 

Bacteria_16S 
goodfellowii stra 
goodfellowii DSM 


88610 


88610 


inopinata strain 
Bacteria; 


88610 


88610 


88610 


88610 


Bacteria_16S 
strain ELCA-2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
Bacteria_16S 
strain PYAN-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
Bacteria_16S 


Bacteria_16S 
strain M1063U/93 
Proteobacteria; 


G 


Bacteria_16S 
ferrooxidans stra 
Bacteria; Nitrosp 
Bacteria_16S 
51271 16S ribosomal RNA, 
Firmicutes; 


Clost 


Bacteria_16S 


elongata s 
e 


Bacteria_16S 


Firmicu 


Bacteria_16S 
karajensis strain 
Bacteria; 


Firmicu 


Bacteria_16S 
faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 
Bacteria_16S 
strain AJ2502 16S 
Bacteroidetes; 


Sp 


S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1149443 1149398 65 110 gi 
ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
1166089 1166044 65 110 gi 


il 


G 


pelotrichi; Erysipelotrichales; Erysipel 
1172120 1172087 74 107 gi 
11002 16S ribosomal RNA, partial sequ 


11002 Bacteria; Synergistetes; Synerg 


en 
is 


1206978 1206933 65 110 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1259637 1259600 72 109 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1264141 1264108 74 107 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1279095 1279050 65 110 gi 


sa 


en 
oc 


s 


v 


Entomoplasmatales; 
1282046 1282001 65 


Entomoplasmat 
110 gi 


Entomoplasmatales; Entomoplasmat 
1358238 1358193 65 110 gi 
rain ATCC 25563 16S ribosomal RNA, par 
Cc 25563 Bacteria; Fusobacteria; Fusob 
1430762 1430717 65 110 gi 


ti 
ac 


ammaproteobacteria; Pasteurellales; Past 
1432312 1432271 69 110 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1499046 1499001 65 110 gi 
complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1507966 1507925 69 110 gi 
train ATCC 25295 16S ribosomal RNA, comp 
longata Bacteria; Proteobacteria; Betapr 


en 
ep 


Cc 


1565185 1565152 74 107 gi 
in LB57 16S ribosomal RNA, partial seque 
19756 Bacteria; Fusobacteria; Fusobacter 
1632222 1632177 65 110 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1702522 1702477 65 110 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1714619 1714578 69 110 gi 
M 11690 16S ribosomal RNA, partial seque 
Bacteroidetes; Sphingobacteria; Sphingo 


en 
es 


nc 
11 


1716153 1716112 69 110 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 


gi 


Sphin 


Bacteria_16S 
strain A37 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Sp 


1122944 11244 


253680757 
1148654 11501 


228720470 
somal RNA, partial sequence 1165300 1166687 Clost 


228719312 


228715354 


219846811 


219846655 


219846093 


1278319 12798 


219846087 
1281261 12827 
228720055 
224581435 
16S ribosomal RNA, partial sequence 1429972 14314 
224581434 
219846656 
1498269 1499735 Caton 
219846303 
219846059 
219878455 


219878406 


219878398 


219878397 
1715372 17168 


lus. 
ref 
eovibrio. 

ref 
ridi 
eae. 
ref 


otrichac 


ce 11713 
tia; Synergi 
ref 

12061 
chales; Erys 
ref 
ce 12588 
cales; Deino 
ref 
equence 
Spirochaetac 
ref 
aceae; Mesop 


ref 


Entom 
ref 
nce 
oP, 
ref 


aceae; 


al seque 
teriales 


eurellaceae; 
ref 
ce 14315 
tospirillum. 
ref 
ella 
ref 
lete sequenc 


oteobacteria 


atonella 


ref 
nce 

iales; Fusob 
ref 
ce 16314 
Erysip 


. elot 
ref 
e 17017 
us. 

ref 
nce 

bacteriales; 
ref 


gobacteriace 


63 Lactobacillus 


45 1172849 Dethi 


79 1207663 Caten 


78 1260346 Deino 


1263357 12648 


49 Entomoplasma 


17 1433000 Lepto 


1564412 15658 


20 1632923 Erysi 


02 1703230 Halob 


1713828 17153 


NR_028005.1 


NR_027592.1 


NR_027582.1 
° 
stales; Syne 
NR_027526.1 
i 
ipelotrichac 
NR_026403.1 
Cc 
coccaceae; D 
NR_026247.1 
3 
eae; Trepone 
NR_025683.1 


lasma. 
NR_025677.1 


oplasma. 
NR_027588.1 

135754 
sobacteriace 
NR_027217.1 


Phocoenobac 
NR_027216.1 
s 


NR_026248.1 
morbi ATCC 


NR_025893.1 
e 150715 
; Neisserial 
NR_025649.1 
9 
acteriaceae; 
NR_025594.1 
Pp 
richaceae; E 
NR_025545.1 
a 


NR_025537.1 
2 


Sphingobact 


NR_025536.1 


ae; Pedobact 


1719229 1719188 69 110 gi 


hingobacteria; Sphingobacteriales; 


219878395 
1718445 1719939 Pedobacter cryoconitis Bacteria; 
Sphingobacteriaceae; Pedobacter. 


ref 


antri Bacteria; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Clostridium spiroforme 


um spiroforme DSM 1552 Bacteria; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Deinococcus 
occus radiopugnans ATCC 
einococcus. 

Treponema 
5 Treponema 
ma. 
Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Leptospirillum 
pirillum ferrooxidans 


Catonella morbi ATCC 
51271 Bacteria; 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Halobacillus 
cillus karajensis 


Sphingobacterium 
1 Sphingobacterium 


eriaceae; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 


NR_025534.1 


Pedobacter cryoconitis 


88610 Bacteria_16S 


saalensis strain ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; Firmicutes; 
Sedimentibacter. 
88610 Bacteria_16S 


strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


88610 Bacteria_16S 


1767833 1767788 65 
Clostridia; 


1807224 1807181 65 


1813331 1813298 74 


110 


108 


107 


strain SL25 16S ribosomal RNA, partial sequence 


Thermotogae; 


88610 Bacteria_16S 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequen 
denitrificans Bacteria; 


Thiobacillus. 
88610 Bacteria_16S 


strain DSM 169 16S ribosomal RNA, partial sequence 


Proteobacteria; 
88610 Bacteria_16S 
strain ICPB 3636 
Proteobacteria; 


88610 Bacteria_16S 


Thermotogales; 


Thermotogaceae; 
1964027 1963986 69 


Proteobacteria; 


2029547 2029502 65 


2265418 2265377 69 


2288224 2288179 65 


Petrotoga. 


110 


Betaproteobacteria; 


110 


Gammaproteobacteria; Chromatiales; Chromatiaceae; 


110 


16S ribosomal RNA, partial sequence 2264632 22660 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


110 


strain L1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


88610 Bacteria_16S 


marinus strain srl2 16S ribosomal RNA, partial sequence 
Synergistetes; 


Bacteria; 


88610 Bacteria_16S 


dechloracetivorans strain SF3 16S ribosomal RNA, partial 
dechloracetivorans Bacteria; 


Desulfovibrionaceae; 
88610 Bacteria_16S 
strain ATCC 49929 


Propioniferax. 
88610 Bacteria_16S 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequen 
australiense Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; 
88610 Bacteria_16S 


quisquiliarum strain AML-D4 16S ribosomal RNA, 
quisquiliarum Bacteria; 


Methylosarcina. 
88610 Bacteria_16S 
didelphis strain 
didelphis Bacteria; 
88610 Bacteria_16S 


versutus strain AL2 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 


88610 Bacteria_16S 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


aminophilus Bacteria; 
Desulfovibrio. 
88610 Bacteria_16S 


strain CKB 16S ribosomal RNA, partial sequence 


Proteobacteria; 
88610 Bacteria_16S 
strain EHS11 16S 
Bacteroidetes; 
88610 Bacteria_16S 
strain EJ2M-B 16S 
Proteobacteria; 


88610 Bacteria_16S 


cateniformis strain JCM 10604 16S ribosomal RNA, partial 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotric 


Coprobacillus. 
88610 Bacteria_16S 
strain DSM 3050 1 
Proteobacteria; 
88610 


Bacteria_16S 


Firmicutes; 


Entomoplasmatales; 
2351559 2351526 74 


Synergistia; 
2356200 2356155 65 


Desulfovibrio. 
2357728 2357683 65 


2359243 2359198 65 
Propionibacterium. 
2412489 2412444 65 

Proteobacteria; 


2417174 2417130 65 


2471710 2471669 69 


2574233 2574188 65 
Proteobacteria; 
2618956 2618915 69 
2701957 2701912 65 
Bacteroidales; 


2781469 2781424 65 


2817599 2817554 65 


2863503 2863458 65 


2932292 2932247 65 


Proteobacteria; 


Entomoplasmataceae; 


107 


Synergistales; 


110 


110 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


110 


110 


W94-11374-1 16S ribosomal RNA, partial 
Lactobacillales; 


110 


110 


110 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


110 


ribosomal RNA, partial sequence 


Bacteroidia; Prevotellaceae; 


110 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Thiotrichacea 


110 


110 


6S ribosomal RNA, partial sequence 2862729 28642 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


110 


Clostridiales Fa 


Deltaproteobacteria; 


partial 
Gammaproteobacteria; Meth 


Streptococcaceae 


sequence 
Chromatiales; 


219878359 
17670 


gi 


gi|219878331 


gi| 219878327 
1812567 18140 


gi|219878219 


Hydro 


gi|219878176 
2028754 20301 


gi|219857556 


gi| 219857540 
2287434 22889 


219857493 
23507 
Synergistace 
gi| 219857490 
sequence 


gi 


219857489 
23569 
Prop 


gi 
gi| 219857488 
Actinomy 


219857452 
sequence 


gi 


219857448 
sequence 


gi 


219857402 

24709 
Ecto 

219857285 


gi 


gi 
Desulf 


gi] 219857253 
2618180 26196 


gi|219857187 
2701149 27026 
Prevot 
gi|219857129 
2780730 27821 


219856912 
sequence 


gi 


gi|219856882 


219856835 


ref |NR_025498.1 


mily XI. 


ref|NR_025470.1 


ref |NR_025466.1 


ref|NR_025358.1 
ce 1963237 196474 
genophilales; 
ref|NR_025315.1 


Chromatium. 
ref|NR_025144.1 


Simonsiella. 
ref|NR_025128.1 


ref |NR_025081.1 
ae; 
ref|NR_025078.1 

2355381 235691 


ref|NR_025077.1 


ionibacterineae 


ref|NR_025076.1 
ce 2358483 235995 


ref|NR_025040.1 
2411699 241321 
ylococcales; 


ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_024990.1 


ref|NR_024916.1 
2573428 257495 
ovibrionales; 


ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024815.1 


ella. 
ref|NR_024757.1 


e; Thiothrix. 
ref |NR_024733.1 
2816799 281828 


ref|NR_024701.1 


aceae; 
ref|NR_024654.1 


gi 


japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 


2931509 293296 


Sedimentibacter 


74 1768507 Sedimentibacter saalensis 
Incertae Sedis; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
; Cellulomonadaceae; 


Oerskovia. 
Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Thiobacillus 
6 Thiobacillus 


Hydrogenophilaceae; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 
Mesoplasma. 


Dethiosulfovibrio 


96 2352265 Dethiosulfovibrio marinus 
Dethiosulfovibrio. 


Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionales; 


Propioniferax innocua 


68 2358432 Propioniferax innocua 
7 


Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 


cetales; Propionibacterineae; 


Methylosarcina 
0 Methylosarcina 


Methylococcaceae; 


Streptococcus 
5 Streptococcus 


Thioalkalivibrio 


21 2472353 Thioalkalivibrio versutus 
thiorhodospiraceae; 


Thioalkalivibrio. 
Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionaceae; 


Dechloromonas agitata 
agitata Bacteria; 


Prevotella shahii 


38 Prevotella shahii Bacteria; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Coprobacillus 
3 Coprobacillus 


hales; Erysipelotrichaceae; 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
Pseudomonas. 


Pseudospirillum 
7 Pseudospirillum 


88610 


tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 


88610 


Bacteria_16S 


Bacteria_16S 


3008228 3008195 74 


3030875 3030830 65 


107 


110 


strain I50 16S ribosomal RNA, partial sequence 


88610 


Bacteria_16S 


3074710 3074669 69 


gi| 219846918 


gi| 219846903 
3030089 30315 


limneticum strain cda-1 16S ribosomal RNA, partial sequence 30739 


Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; 


88610 


Bacteria_16S 


3168267 3168230 72 


radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 
radiodurans Bacteria; 


88610 


strain DSM 10022 
Firmicutes; 


88610 


strain DSM 10020 
Firmicutes; 


88610 


hydrogenovorans s 
hydrogenovorans B 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Desulfonatronovibrio. 


Clostridia; 


Clostridia; 


acteria; 


Deinococcus-Thermus; 


3230426 3230381 65 


Clostridiales; 
3231957 3231912 65 


Clostridiales; 
3244238 3244193 65 


3382463 3382422 69 


ATCC 33146 16S ribosomal RNA, 


e 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; 


88610 Bacteria_16S 
thalassica strain 
Methylophaga. 

88610 Bacteria_16S 


strain ATCC 35842 


3384002 3383961 69 


ref |NR_026510.1 


300750 


ref |NR_026495.1 


Halospirulina 
4 3008891 Halospirulina 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


110 gi|219846872|ref|NR_026464.1| Ferribacterium 
12 3075441 Ferribacterium limneticum 
Rhodocyclaceae; Ferribacterium. 
109 gi|219846809|ref|NR_026401.1| Deinococcus 
3167516 3168981 Deinococcus 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
110 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 


110 


110 


train Z-7935 16S ribosomal RNA, partial 


Proteobacteria; Deltaproteobacteria; 


110 


110 


16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. I 


gi|219846766 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Family XI. I 


219846758 
sequence 


gi 


219846661 
sequence 


gi 
complet 


219846660 
33832 


gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 


88610 


acetireducens str 
acetireducens Bac 


88610 


Bacteria_16S 


Bacteria_16S 


teria; 


3483212 3483167 65 


Firmicutes; 
3553406 3553361 65 


110 


ain DSM 10703 16S ribosomal RNA, partial 
Clostridia; 


110 


219846587 
sequenc 
Clostridiales; Cl 

gi|219846541 


gi 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospir 
Gluconacetobacter. 


88610 


strain NCTC 83785 16S ribosomal RNA, 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; 


88610 


Bacteria_16S 


Bacteria_16S 


3627592 3627551 69 


3678108 3678063 65 


110 


complete sequence 


110 


219846487 
36267 
Neiss 
219846452 


gi 


gi 


thermophilus strain BMA1 16S ribosomal RNA, partial sequence 


thermophilus Bacteria; Deferribacteres; Deferribacterales; 


88610 


strain GIH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


88610 


Bacteria_16S 


Bacteria_16S 


3687137 3687092 65 


3688654 3688609 65 


110 


110 


strain VIS 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


88610 


apsheronum strain 1105 16S ribosomal RNA, partial sequence 


Bacteria_16S 


3699174 3699130 65 


109 


Deferr 
gi|219846446 
3686364 36878 


gi|219846445 
3687881 36893 


219846437 
36983 


gi 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


88610 


vanneervenii stra 
Bacteria; Verruco 


88610 


Bacteria_16S 


Bacteria_16S 


3708167 3708134 74 


3775235 3775190 65 


107 


110 


gi|219846431 


in FC2 16S ribosomal RNA, partial sequence 37073 
microbia; Verrucomicrobiae; Verrucomicrobiales; 


gi| 219846380 


putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


88610 


Bacteria_16S 


3782914 3782873 69 


110 


gi|219846375 


leopharyngis strain LL2 16S ribosomal RNA, partial sequence 37821 


Bacteria; 
88610 


88610 
strain ATCC 27255 
Firmicutes; 
88610 


3787353 3787312 69 


3832920 3832875 65 


16S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 


Clostridiales; 
3875377 3875336 69 


110 


110 


110 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 
strain PU 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
Bacteria_16S 


gi| 219846372 
3786577 37880 


219846340 
38321 


gi 


Ruminococcaceae; Ruminococ 


gi| 219846312 


strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


88610 


Bacteria_16S 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 


3887834 3887793 69 


110 


gi| 219846304 


Desulfovibrionales 


Thiotrichales; 


30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026350.1 

3243444 324494 


ref |NR_026253.1 
3381669 338315 
Pisciric 


ref|NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref |NR_026133.1 

3552654 355413 
illales; Acetoba 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref |NR_026037.1 


ref |NR_026036.1 


ref|NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025963.1 


ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref|NR_025902.1 


Neisseria. 


ivorii Bacteria; 
eptoniphilus. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 
Clostridium 
2 Clostridium 
ostridium. 
Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Mycoplasma 

7 Mycoplasma 


Mycoplasma 
asma leopharyngis 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


ref |NR_025894.1 
388702 


Vitreoscilla 
4 3888512 Vitreoscilla 


stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 


88610 Bacteria_16S 
strain N 155 16S 


88610 Bacteria_16S 
UB-38 16S ribosomal RNA, 


88610 Bacteria_16S 
strain YJS 16S ribosomal 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 
velocicrescens strain MQ 
velocicrescens Bacteria; 
88610 Bacteria_16S 
strain Tab-4c 16S riboso: 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 
syrphidicola strain EA-1 
syrphidicola Bacteria; T 
88610 Bacteria_16S 
sabaudiense strain Ar-13 
sabaudiense Bacteria; Te 
88610 Bacteria_16S 
strain HYOS-1 16S riboso 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 
strain TN-1 16S 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 
leptinotarsae strain LD- 
leptinotarsae Bacteria; 
88610 Bacteria_16S 
lampyridicola strain PUP 
lampyridicola Bacteria; 
88610 Bacteria_16S 
strain TABS-2 16S riboso 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 
strain 23-6 16S ribosoma 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 
strain CUAS-1 16S riboso 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 
strain EC-1 16S ribosoma 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 
chrysopicola strain DF-1 
chrysopicola Bacteria; T 
88610 Bacteria_16S 
strain CCH 16S ribosomal 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 
alleghenense strain PLHS 
alleghenense Bacteria; T 
88610 Bacteria_16S 
strain BARC 857 16S ribo 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 


grammopterae strain GRUA-1 16S ribosomal RNA, partial s 


grammopterae Bacteria; T 
88610 Bacteria_16S 
strain CHPA-2 16S 
Tenericutes; Mollicutes; 


3889372 3889331 69 
ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
3890909 3890868 69 


4135975 4135930 65 
-4 16S ribosomal RNA, partial sequence 4135174 41 
Entomoplasmatales; 
4137540 4137495 65 


4139105 4139060 65 
16S ribosomal RNA, partial sequence 4138305 41 


4140672 4140627 65 
43 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
Entomoplasmatales; 
4142237 4142192 65 


4143802 4143757 65 
ribosomal RNA, 


4145368 4145323 65 
1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; 
4146935 4146890 65 NR_025706.1 
-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
plasmatales; Spiroplasmataceae; 


4150065 4150020 65 NR_025704.1 


4151620 4151575 65 


4154614 4154569 65 
ribosomal RNA, 


4156179 4156134 65 
4157744 4157699 65 
4159311 4159266 65 


4160876 4160831 65 
-1 16S ribosomal RNA, partial sequence 


4163906 4163861 65 
somal RNA, partial sequence 4163118 41646 
Entomoplasmataceae; Mesoplasma. 


110 


110 
partial sequence 


110 
RNA, partial sequence 
Entomoplasmatales; 
110 


Tenericutes; Mollicutes; 
110 

mal RNA, partial sequence 
Entomoplasmatales; 
110 


enericutes; Mollicutes; 
110 


nericutes; Mollicutes; 
110 

mal RNA, partial sequence 
Entomoplasmatales; 
110 
partial sequence 
Entomoplasmatales; 
110 


Tenericutes; Mollicutes; 
110 


Tenericutes; Mollicutes; 
110 

mal RNA, partial sequence 
Entomoplasmatales; 
110 
1 RNA, partial sequence 


110 

mal RNA, partial sequence 
Entomoplasmatales; 
110 
partial sequence 
Entomoplasmatales; 
110 
1 RNA, partial sequence 
Entomoplasmatales; 
110 


enericutes; Mollicutes; 
110 
RNA, partial sequence 
Entomoplasmatales; 
110 


enericutes; Mollicutes; 
110 


Entomoplasmatales; 


ribosomal RNA, partial sequence 
Entomoplasmataceae; Mesoplasma. 


Entomoplasmatales; 


88610 Bacteria_16S 
strain PIMN-1 16S 
Tenericutes; Mollicutes; 
88610 Bacteria_16S 
strain 6111 16S ribosoma 


4185243 4185198 65 
ribosomal RNA, partial sequence 


699359 699323 72 


110 


Entomoplasmatales; 
108 
1 RNA, partial sequence 


3890099 3891585 Kingella 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 
4119191 4119146 65 


Entomo 


gi| 219846302 |ref 


NR_025892.1 


Neisseria flavescens 


3888563 3890048 Neisseria flavescens Bacteria; 


Neisseria. 


gi| 219846301 |ref 


gi| 219846138 |ref 


NR_025891.1 
oralis Bacteria; 


NR_025728.1 


Kingella oralis strain 
Proteobacteria; 


Mesoplasma syrphidae 


4118405 4119900 Mesoplasma syrphidae Bacteria; 


Entomoplasmataceae; Mesoplasma. 
NR_025713.1 


gi|219846123|ref 
Spiropla 


gi| 219846122 |ref 


Spiroplasma 


36688 Spiroplasma 
smataceae; 
NR_025712.1 


Spiroplasma. 
Spiroplasma turonicum 


4136739 4138254 Spiroplasma turonicum Bacteria; 


Spiroplasmataceae; Spiroplasma. 
NR_025711.1 


gi| 219846121 |ref 


gi|219846120|ref 


gi|219846119|ref 


Spiroplasmataceae; 
NR_025709.1 


Spiroplasma 


39820 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; 
NR_025710.1 


Spiroplasma. 
Spiroplasma 


Spiroplasma. 
Spiroplasma montanense 


4141437 4142950 Spiroplasma montanense Bacteria; 


Spiroplasmataceae; Spiroplasma. 
NR_025708.1 


gi|219846118|ref 


Spiroplasma litorale 


4143001 4144516 Spiroplasma litorale Bacteria; 


Spiroplasmataceae; Spiroplasma. 
NR_025707.1 


gi| 219846117 |ref 


gi|219846116 


ref 


gi|219846114|ref 


Spiroplasma 


Spiroplasma. 
Spiroplasma 


Spiroplasma. 
Spiroplasma helicoides 


4149264 4150768 Spiroplasma helicoides Bacteria; 


Spiroplasmataceae; Spiroplasma. 
NR_025703.1 


gi| 219846113 |ref 


Spiroplasma floricola 


4150819 4152196 Spiroplasma floricola Bacteria; 


Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4153048 4153003 65 i 


gi|219846112|ref 


NR_025702.1 


Spiroplasma diminutum 


4152247 4153762 Spiroplasma diminutum Bacteria; 


Spiroplasmataceae; Spiroplasma. 
NR_025701. 
4153813 4155327 Spiroplasma 
Spiroplasmataceae; Spiroplasma. 
NR_025700. 
4155378 4156893 Spiroplasma 
Spiroplasmataceae; Spiroplasma. 
NR_025699.1 
16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; 
NR_025698.1 


gi|219846111|ref 


gi|219846110|ref 


gi| 219846109 |ref 


gi| 219846108 |ref 


1| Spiroplasma culicicola 
culicicola Bacteria; 


1| Spiroplasma corruscae 
corruscae Bacteria; 


Spiroplasma 


Spiroplasma. 
Spiroplasma chinense 


4158509 4160024 Spiroplasma chinense Bacteria; 


Spiroplasmataceae; Spiroplasma. 
NR_025697.1 
160075 4161590 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; 
NR_025695.1 
23 Mesoplasma tabanidae Bacteria; 


gi| 219846107 |ref 


rs 


gi|219846105|ref 


Spiroplasma 


Spiroplasma. 
Mesoplasma tabanidae 


4174587 4174542 65 110 gi|219846097|ref|NR_025687.1| Mesoplasma 
equence 4173799 4175287 Mesoplasma 
enericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4180740 4180695 65 110 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 


4179947 4181446 Mesoplasma chauliocola Bacteria; 


gi| 219846086 |ref 


gi|265678583|ref 


NR_025676.1 
4184459 4185949 Entomoplasma 
Entomoplasmataceae; Entomoplasma. 
NR_028888.1 


Entomoplasma luminosum 
luminosum Bacteria; 


Thiocystis violascens 


698584 699934 Thiocystis violascens Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 


88610 Bacteria_ 


gasicomitatum str 
gasicomitatum LMG 


88610 Bacteria_ 


Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 
88610 Bacteria_ 


gallaeciensis str 


gallaeciensis BS1 
Phaeobacter. 
88610 


Fusobacteria; 
88610 
strain DSM 12145 
Bacteroidetes; 
88610 
strain IH003 16S 
Firmicutes; 
88610 


Bacteria_16S 
strain LB23 16S r 
Fus 
Bacteria_16S 


Sp 
Bacteria_16S 


Lacto 
Bacteria_16S 


ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1717707 1717675 69 101 gi 
hingobacteria; Sphingobacteriales; 
2177241 2177197 65 109 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2249978 2249934 65 


gi 


109 gi 


Sph 


1567482 15689 
Leptot 


richia. 
219878396 


16S ribosomal RNA, partial sequence 1716916 17183 
gobacter 


in 
219857615 


2176454 21779 


219857566 


16S 856778 856734 65 109 gi|265678474|ref|NR_028777.1| Leuconostoc 
ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 
16S 1288280 1288236 65 109 gi|219846052|ref|NR_025642.1| Weissella soli strain 
1287447 1289004 Weissella soli Bacteria; Firmicutes; 

Weissella. 

16S 1336935 1336891 65 109 gi| 228721486 |ref|NR_027609.1| Phaeobacter 

ain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 

07 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
1568262 1568220 65 107 gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 


67 Leptotrichia hofstadii Bacteria; 
ref|NR_025535.1| Pedobacter saltans 
94 Pedobacter saltans Bacteria; 
iaceae; Pedobacter. 

ref|NR_025204.1| Leuconostoc inhae 
27 Leuconostoc inhae Bacteria; 
NR_025154.1 


ref Fructobacillus 


fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

88610 Bacteria_16S 2251503 2251459 65 109 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

88610 Bacteria_16S 2418711 2418667 65 109 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 


strain DSM5578 16 
Firmicutes; 
88610 


Firmicutes; 


Lacto 
Bacteria_16S 
strain IH25 16S r 
Lacto 


S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420266 2420222 65 109 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 


gi 


2417916 24194 


219857446 


2419471 24209 


20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


88610 Bacteria_16S 2495702 2495666 72 108 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

88610 Bacteria_16S 3508958 3508914 65 109 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

88610 Bacteria_16S 49135 49100 73 108 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
88610 Bacteria_16S 94487 94444 65 108 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

88610 Bacteria_16S 164708 164665 65 108 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

88610 Bacteria_16S 514189 514146 65 108 gi| 265678709 |ref|NR_029014.1| Lactobacillus rossiae 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

88610 Bacteria_16S 524869 524834 73 108 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

88610 Bacteria_16S 540137 540094 65 108 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

88610 Bacteria_16S 611347 611304 65 108 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

88610 Bacteria_16S 623439 623396 65 108 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

88610 Bacteria_16S 837197 837154 65 108 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 


strain S1 16S rib 


osomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


88610 
strain M 6 A9 16S 
Firmicutes; Lacto 
88610 
strain IMMIB R-14 


Bacteria_16S 


Bacteria_16S 


1091996 1091953 65 108 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1147878 1147835 65 108 gi 
34 16S ribosomal RNA, partial sequence 


gi 


836449 83791 


nebacterin 
265678315 


1091188 10926 


illus. 
253680758 
11471 


0 Nocardia fluminea Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028617.1| Lactobacillus algidus 
88 Lactobacillus algidus Bacteria; 


ref|NR_028006.1| Nocardia ignorata 
15 1148603 Nocardia ignorata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


88610 
DSM 


88610 


strain HI 11/12 1 
Bacteria; Aquific 


88610 
YIM 


88610 
subsp. 


88610 


strain KMM 1376 1 
Proteobacteria; 


88610 


limnaeus strain A26 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 


88610 


strain DSM 5192 1 
Firmicutes; 


88610 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


88610 


18053 16S rib 


Bacteria; 


30243 16S rib 


carnosus s 
sakei subsp. carn 


Bacteria_16S 


Bacteria_16S 


6S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


osus Bacteria; 


Clostridia; 


1199358 1199323 73 


osomal RNA, partial sequence 
Bacteroidetes; 


Sphingobacteria; 
1231106 1231064 65 
ribosomal RNA, 


1326247 1326204 65 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


1327812 1327769 65 


Firmicutes; 


1755806 1755763 65 


1904797 1904752 65 


2051111 2051076 65 


2080137 2080110 65 


2404776 2404733 65 


strain MT-1077 16 
Firmicutes; Lacto 
88610 
salinarius strain 
salinarius Bacter 
88610 
mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


Bacteria_16S 
SG3903 16S ribosomal RNA, partial sequence 
Clostridia; 
Bacteria_16S 


bacillales; 
3130442 3130419 76 


Firmicutes; 
3206285 3206250 73 


ia; 


S ribosomal RNA, partial sequence 
Lactobacillaceae; 


88610 


lacunarum strain 
lacunarum Bacteri 


88610 


pilosum strain AT 
pilosum Bacteria; 


Bacteria_16S 


a; 
Bacteria_16S 


Corynebacteriaceae; 


88610 


strain 234/92 16S 
Actinobacteria; Actinobacteridae; 


88610 


salegens strain D 
salegens Bacteria; 


88610 


strain ATCC 29147 
Bacteroidetes; 


88610 


nitrofigilis stra 
Bacteria; 


88610 


strain 20-5 16S r 


88610 


strain BR 16S rib 
Spirochaetes; 


88610 


strain SEBR 7054 
Thermotogae; 


88610 


strain DV1140 16S 
Thermotogae; 


88610 


strain MV1075 16S 
Thermotogae; 


88610 


strain 4N13 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


3373246 3373223 76 
Firmicutes; Clostridia; 


3434738 3434703 73 


Corynebacterium. 
3571625 3571590 73 


ribosomal RNA, partial sequence 


Bifidobac 
3814654 3814616 65 


3867708 3867678 65 
Bacteroidales; 


3869205 3869164 69 


4023964 4023937 83 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


111292 111250 65 


osomal RNA, partial sequence 
Spirochaetales; 


247495 247453 65 


Thermotogaceae; 
505153 505111 65 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


670517 670475 65 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 


746182 746152 65 


Flavobacteria; 


108 gi 


107 gi 
108 gi 
108 gi 
108 gi 
110 gi 
100 gi 


92 gi 


in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
eae; Propionimicrobium. 


108 gi 


S-8 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 
Bacteroidia; 


in CI 16S ribosomal RNA, partial sequenc 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


Lactobacillus. 
99 gi|219846835|ref|NR_026427.1 
3129667 313104 
Halanaerobiales; Halobacteroidaceae; 
108 gi|219846784|ref|NR_026376.1 
3205525 3207001 Coryne 
Corynebacterineae; C 
99 gi|219846668|ref|NR_026260.1 
3372496 337395 
Halanaerobiales; Halobacteroidaceae; 
108 gi|219846620|ref|NR_026212.1 
3433993 343537 
inomycetales; Corynebacter 
108 gi|219846528|ref|NR_026120.1 
3570843 35723 
teriales; Turicella. 
103 gi|219846353|ref|NR_025944.1 
3813879 381534 
Flavobacteriales; Flavobacteriac 
95 gi|219846317|ref|NR_025907.1 
3866893 3868368 Porphy 
Porphyromonadaceae; Porphyromonas. 
110 gi|219846316|ref|NR_025906.1 
e 3868419 3869879 Arcoba 
s; Campylobacter 
110 gi| 219846207 |ref|NR_025797.1 


107 gi 


107 gi 


Thermotoga. 
107 gi 


107 gi 


95 gi 


228715480 


1198618 12000 
Sphingobacteriales; 


219878275 


complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermoc 


rinis. 
219846136 


1325499 13269 


219846129 


train CCUG 34545 16S ribosomal RNA, partial sequence 
Lactobacillales; 


219878369 


6S ribosomal RNA, partial sequence 1755010 17565 
Gammaproteobacteria; Oceanospirillales; 


219878260 

19040 

ales; 
219878158 


6S ribosomal RNA, partial sequence 2050314 20518 
Clostridiales; Veillonellaceae; 


219878136 
sequence 


219857457 


2403965 24054 


DSM 6640 16S ribosomal RNA, partial sequence 


CC 29592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 


SM 5424 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


4023267 40246 


265678988 


110499 11199 
Spirochaetaceae; Treponema. 


265678897 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogales; 


265678715 


504361 50587 


265678602 


669757 67122 


265678549 


Lactobacillaceae; 


Chromati 


Actinomyceta 


ref|NR_027533.1 


ref|NR_025414.1 
93 Thermocrinis 


ref|NR_025726.1 
44 Nocardia alba 
ref|NR_025719.1 

132699 
ref|NR_025508.1 
Halomonas 
ref |NR_025399.1 
81 1905405 Thioal 
aceae; Thioa 


ref|NR_025297.1 


ref|NR_025275.1 
2079371 208087 
les; Propion 


ref|NR_025045.1 
86 Lactobacillus 


ref|NR_029296.1 


ref|NR_029205.1 
ref 


NR_029020.1 


ref |NR_028907.1 


Nocardiaceae; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


Flexibacteraceae; Dyadobacter. 


Thermocrinis albus 


albus DSM 14484 


Nocardia alba strain 
Bacteria; 
Nocardia. 
Lactobacillus sakei 
5 1328388 Lactobacillus 


Lactobacillus. 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonadaceae; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 
Anaerosinus. 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Lactobacillus kimchii 
kimchii Bacteria; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 

Corynebacterium 
3 Corynebacterium 
ineae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Salegentibacter 

9 Salegentibacter 

eae; Salegentibacter. 
Porphyromonas levii 
romonas levii Bacteria; 


Arcobacter 

cter nitrofigilis 
aceae; Arcobacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


ref|NR_028853.1 


Acinetobacter tandoii 


745469 746793 Acinetobacter tandoii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


88610 
strain 4B02 16S r 
Proteobacteria; G 
88610 
tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 
88610 
strain AB1110 16S 
Proteobacteria; G 
88610 
strain B2 16S rib 
Proteobacteria; G 
88610 
jannaschii strain 
Bacteria; Proteob 
88610 
azorense Az-Ful s 
azorense Az-Ful B 
88610 
strain VPI 0546 1 
Actinobacteria; C 
88610 
strain TMO 16S ri 
Thermotogae; Ther 
88610 
strain KA3 16S ri 
Thermotogae; Ther 
88610 
strain DSM 13256, 
Thermotogae; Ther 
88610 
propionicum strai 
propionicum Bacte 
Propionibacteriac 
88610 
avidum strain DSM 
Bacteria; Actinob 
Propionibacterium 
88610 
guaymasensis stra 
Bacteria; Aquific 
88610 
strain Loup-1 16S 
Bacteroidetes; Ba 
88610 
strain LYP 16S ri 
Proteobacteria; D 
88610 
narugense strain 
Bacteria; Firmicu 
88610 
strain DSM 5069 1 
Bacteria; Thermot 
88610 
subterraneus stra 
subterraneus Bact 
88610 
strain IHB1 16S r 
Thermotogae; Ther 
88610 
pneumoniae strain 
pneumoniae Bacter 
88610 
acanthamoebae str 
acanthamoebae Bac 
88610 
strain ATCC 51270 
Bacteria; Bactero 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


748932 748902 65 95 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
750307 750277 65 95 gi 
in 7N16 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


gi 
or 


ue 
ri: 


751682 751652 65 95 

ribosomal RNA, partial sequence 
ammaproteobacteria; 
753057 753027 
osomal RNA, partial 
ammaproteobacteria; 


gi 


Pseudomonadales; M 
65 95 gi 
sequence 
Pseudomonadales; M 
812837 812811 69 95 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
1241723 1241681 65 107 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1289746 1289704 65 107 gi 
6S ribosomal RNA, 


or 


or 


nc 
al 


1 
ge 


ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
2473218 2473188 65 95 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2739584 2739542 65 107 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
2790560 2790518 65 107 gi 


da 


S; 


ce 
S; 


ogae; Thermotogales; Thermotogaceae; The 
2823627 2823585 65 107 gi 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 
2828161 2828119 65 107 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
2982333 2982291 65 107 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3233516 3233474 65 107 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3409718 3409688 65 95 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 


ue 
ce 


ue 
ac 


qu 
hl 


Porp 


88610 


Bacteria_16S 


265678547 
748219 74954 


axellace 


265678546 


nce 
a; 


265678545 
750969 75229 


axellace 


265678544 
752344 75366 


axellace 


265678504 


81203 
Ecto 


e 
es; 


219878120 


sequence 
notherma 


219846501 
complete sequence 1289055 12904 


2393419 23948 


ceae; Po 


219857401 
2472404 24737 


Syntrop 


219857161 


27388 
Thermod 


219857123 
6S ribosomal RNA, partial sequence 2789778 27912 


rmotoga. 


219856908 


nce 


ae; Hydr 


219856905 
2827347 28288 


219846935 


nce 


eae; Chl 


219846765 


ence 
amydiace 


219846638 


34089 
hyromona 


3451352 3451310 65 107 gi 


219846609 


Pseud 


ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref|NR_028850.1 

749594 750918 
omonadales; Mora 


ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihy 
ref|NR_026093.1 


84 Porphyromonas 
rphyromonas. 
ref|NR_024989.1 


haceae; Smithell 
ref|NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref |NR_024751.1 


ref |NR_024729.1 
2822817 282431 

ogenobacter. 

ref |NR_024726.1 


ref |NR_026527.1 
2981577 298305 
amydophila. 
ref |NR_026357.1 
3232707 323424 
ae; Parachlamydi 
ref |NR_026230.1 
32 3410401 Porphy 
daceae; Porphyro 
ref|NR_026201.1 


d 


Acinetobacter bouvetii 
bouvetii Bacteria; 
ry, 

Acinetobacter 

Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 
rar 

Acinetobacter baylyi 
baylyi Bacteria; 

r. 

Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 

Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 

1394345 1394303 65 107 gi|228715897|ref|NR_027542.1| Thermotoga lettingae 
bosomal RNA, partial sequence 1393543 1395055 Thermotoga lettingae TMO Bacteria; 
motogales; Thermotogaceae; Thermotoga. 

1395901 1395859 65 107 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 
bosomal RNA, partial sequence 1395106 1396548 Marinitoga piezophila KA3 Bacteria; 
motogales; Thermotogaceae; Marinitoga. 

1916727 1916685 65 107 gi|219878250|ref|NR_025389.1| Thermosipho geolei 

16S ribosomal RNA, partial sequence 1915911 1917433 Thermosipho geolei Bacteria; 
motogales; Thermotogaceae; Thermosipho. 

2077018 2076972 65 110 gi|219878138|ref|NR_025277.1| Propionibacterium 
n DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionibacterium. 

2081689 2081643 65 110 gi|219878135|ref|NR_025274.1| Propionibacterium 

4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 

2231676 2231634 65 107 gi|219857578|ref|NR_025166.1| Persephonella 
in H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
ae; Aquificales; Hydrogenothermaceae; Persephonella. 

2394203 2394173 65 95 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 


gulae Bacteria; 


Smithella propionica 


74 Smithella propionica Bacteria; 


a. 

Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Hydrogenobacter 
3 Hydrogenobacter 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Chlamydophila 
5 Chlamydophila 


Parachlamydia 
7 Parachlamydia 
a. 
Porphyromonas catoniae 
romonas catoniae 
monas. 
Thermotoga elfii 


strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 3452089 Thermotoga elfii Bacteria; 


Thermotogae; Ther 


motogales; Thermotogaceae; Thermotoga. 


88610 Bacteria_16S 3548826 3548796 65 95 gi| 219846544 |ref|NR_026136.1| Porphyromonas 
cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 3548038 3549521 Porphyromonas 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
88610  Bacteria_16S 3580551 3580513 72 110 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

88610 Bacteria_16S 3778377 3778335 65 107 gi|219846378|ref|NR_025969.1| Thermotoga subterranea 


strain SL1 16S ri 
Thermotogae; 
88610 
strain 7728-L6C 1 
Bacteroidetes; Ba 
88610 
strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
Bacteria_16S 


88610 
strain MSB-8 16S 

Thermotogae; Ther 
88610 
strain HO14 16S r 
Spirochaetes; Spi 
88610 
strain S-5623 16S 


Ther 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


bosomal RNA, partial sequence 


ribosomal RNA, complete sequence 


304838 304805 74 
ribosomal RNA, 


107 
complete sequence 


gi 


3777587 37790 


3894733 38962 


265678857 
304028 30558 


67 Thermotoga subterranea Bacteria; 


motogales; Thermotogaceae; Thermotoga. 

3866183 3866153 65 95 gi|219846318|ref|NR_025908.1| Porphyromonas macacae 
6S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas macacae Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

3895553 3895511 65 107 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


motogales; Thermotogaceae; Thermotoga. 
311006 310965 65 106 gi|265678853|ref|NR_029159.1| Borrelia japonica 
ibosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 


rochaetales; Spirochaetaceae; Borrelia; 


472854 472817 72 109 gi 
ribosomal RNA, partial sequence 


Borrelia 
265678736 
472041 47353 


burgdorferi group. 
ref|NR_029041.1| Weissella koreensis 
7 Weissella koreensis Bacteria; 


Firmicutes; Lactobacillales; Weissella. 

88610 Bacteria_16S 594712 594675 72 109 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

88610 Bacteria_16S 862963 862918 65 110 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

88610 Bacteria_16S 984000 983967 74 107 gi|265678388|ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

88610 Bacteria_16S 1156929 1156896 74 107 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

88610 Bacteria_16S 1202413 1202380 74 107 gi|228715358|ref|NR_027530.1| Thermotoga neapolitana 
DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 


Thermotogae; Ther 
88610 
NS12 16S ribosoma 
Sphingobacteria; 

88610 
subsp. paredis st 
socranskii subsp. 
88610 
subsp. buccale st 
socranskii subsp. 
88610 
strain SJ95 16S r 
Thermotogae; Ther 
88610 
strain E58 16S ri 
Chlamydiae; Chlam 
88610 
strain JZC3 16S r 
Spirochaetes; Spi 
88610 
strain OMZ833 16S 
Spirochaetes; Spi 
88610 
strain LB37 16S r 
Fusobacteria; Fus 
88610 
litoralis strain 

litoralis Bacteri 
88610 
azotonutricium st 
azotonutricium Ba 
88610 
strain IST7 16S r 
Spirochaetes; Spi 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


motogales; Thermotogaceae; Thermotoga. 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
1367187 1367154 74 107 gi 
bosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydophila. 
1467204 1467171 74 107 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
1522996 1522963 74 107 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
1566718 1566685 74 107 gi 
ibosomal RNA, partial sequence 


Petrotoga. 


ibosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Borrelia. 


1334683 13361 


228718799 
1366379 13679 


224581408 
1466484 14678 


219857543 
1522207 15236 


219846058 
1565947 15674 


1249244 1249207 72 109 gi|219857416|ref|NR_025004.1| Runella zeae strain 
1 RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteriales; Flexibacteraceae; Runella. 

1252072 1252039 74 107 gi|219857241|ref|NR_024869.1| Treponema socranskii 
rain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1253599 1253566 74 107 gi|219857240|ref|NR_024868.1| Treponema socranskii 
rain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1335433 1335400 74 107 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


ref|NR_027576.1 
26 Chlamydophila 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


ref|NR_027189.1| Treponema putidum 
91 Treponema putidum Bacteria; 


ref|NR_025131.1] Treponema parvum 
91 Treponema parvum Bacteria; 


ref |NR_025648.1 
31 Leptotrichia 


Leptotrichia shahii 
shahii Bacteria; 


obacteriales; Fusobacteriaceae; Leptotrichia. 
1633769 1633724 65 110 gi|219878454|ref|NR_025593.1| Oceanisphaera 

DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 

a; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 
2270055 2270022 74 107 gi|219857553|ref|NR_025141.1] Treponema 

rain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 

cteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
2694392 2694351 65 106 gi|219857192|ref|NR_024820.1| Borrelia turcica 


2693690 2694959 Borrelia turcica Bacteria; 


88610 
CMN3 16S ribosoma 
Spirochaetales; S 
88610 
hydrogenophilus s 
hydrogenophilus B 
88610 
strain HA2P 16S r 
Spirochaetes; Spi 
88610 
haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 
88610 
strain Co53T 16S 
Spirochaetes; Spi 
88610 
strain Hk501 16S 
Spirochaetes; Spi 
88610 


Spirochaetales; 
88610 
strain HT31 16S r 
Spirochaetes; Spi 
88610 
acidophilum strai 
Bacteria; Aquific 
88610 
strain B43 16S ri 
Proteobacteria; G 
88610 
serovar 3 str. 
serovar 3 str. 
88610 
strain IL371 16S 
Tenericutes; Moll 
88610 
strain DSM 1785 1 
Firmicutes; Clost 
88610 
strain ATCC 33530 
Bacteria; Teneric 
88610 
strain D6-1 16S r 
Tenericutes; Moll 
88610 
Isley 16S ribosom 
Mollicutes; Mycop 
88610 
strain FT2-B 16S 
Tenericutes; Moll 
88610 
strain A417 16S r 
Tenericutes; Moll 
88610 
canigenitalium st 
canigenitalium Ba 
88610 Fungi_16S 
strain IFM 10035 
Actinobacteria; A 
88610 Fungi_16S 
strain IFM 078 
Actinobacteria; A 
88610 Fungi_16S 
strain IFM 057 
Actinobacteria; A 
88610 Fungi_16S 
strain IFM 100 
Actinobacteria; 
88610 Fungi_16S 
strain YZ-96 16S 


s 


AT 
AT 


Actinobacteridae; Actinomycetales; Cory 
6944 6899 65 110 gi 


ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Ya501 16S ribosomal RNA, partial sequence 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 
rochaetales; 
3442110 3442067 65 108 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


3760304 3760263 65 106 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3915211 3915170 65 106 gi 
ribosomal RNA, partial sequence 
rochaetales; 
3916627 3916586 65 


gi 


Spirochaetaceae; Borrelia 
106 gi 


pirochaetaceae; Borrelia; Borrelia bur 
3933606 3933565 65 106 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3957061 3957028 74 107 gi 
n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
717244 717200 67 110 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1122239 1122195 65 109 gi 
CC 27815 16S ribosomal RNA, partial se 
CC 27815 Bacteria; Tenericutes; Mollic 
2389637 2389593 65 109 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3501414 3501390 71 95 gi 


ridia; Clostridiales; Clostridiaceae; 
3519653 3519609 65 109 gi 
16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; My 
3700662 3700618 65 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3757260 3757216 65 109 gi 
al RNA, partial sequence 
lasmataceae; Mycoplasma. 
3907770 3907726 65 109 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3909292 3909248 65 109 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3910823 3910779 65 109 gi 
rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
781 736 65 110 gi 
16S ribosomal RNA, partial sequence 1 
ctinobacteridae; Actinomycetales; Cory 
2290 2245 65 110 gi 


gi 


4 16S ribosomal RNA, partial sequence 1564 


ctinobacteridae; Actinomycetales; Cory 
3828 3783 65 110 gi 


5 16S ribosomal RNA, partial sequence 3067 


ctinobacteridae; Actinomycetales; Cory 
5388 5343 65 110 gi 


84 16S ribosomal RNA, partial sequence 4616 


3204032 32054 
Spirochaetaceae; Treponema. 


3759507 37610 


3914434 39158 


3915851 3917216 Borre 


3932829 39341 


716437 71796 


2388858 23902 


6S ribosomal RNA, partial sequence 3500724 35020 


3699882 37013 


3756485 3757942 Mycop 


3906969 39084 


3908492 39099 


6163 


219846615 
e sequence 
ria; Pseud 


219846392 


219846284 
; Borrelia 
219846283 


gdorferi g 
219846271 


219846254 
ence 39562 
nobaculum. 
265678570 


Enterobac 
228715451 
quence 

utes; Myco 
219857467 


219846575 
Clostridiu 
219846563 

35188 


coplasma. 
219846436 


219846394 


219846289 


219846288 


219846287 
sequence 
lasmatacea 
265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 


2844905 2844864 65 106 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
1 RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 

2996012 2995979 74 107 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
train Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
acteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

3204794 3204761 74 107 gi|219846785|ref|NR_026377.1| Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Acinetobacter 
0 Acinetobacter 
xellaceae; 


ref|NR_026207.1 
3441331 344279 
omonadales; Mora 


ref|NR_025983.1| Borrelia coriaceae 
25 Borrelia coriaceae Bacteria; 


ref|NR_025874.1| Borrelia tanukii 

00 Borrelia tanukii Bacteria; 
burgdorferi group. 

ref|NR_025873.1| Borrelia turdi strain 
lia turdi Bacteria; Spirochaetes; 

roup. 
ref|NR_025861.1| Borrelia miyamotoi 
96 Borrelia miyamotoi Bacteria; 


ref |NR_025844.1 
75 3957710 Hydrog 


Hydrogenobaculum 
enobaculum acidophilum 


ref |NR_028875.1 
8 Enterobacter pyrinus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_027532.1| Ureaplasma parvum 

1121455 1122893 Ureaplasma parvum 
plasmataceae; Ureaplasma. 
ref|NR_025055.1| Mycoplasma microti 
92 Mycoplasma microti Bacteria; 


Enterobacter pyrinus 


ref|NR_026167.1| Clostridium celatum 
49 Clostridium celatum Bacteria; 

m. 

ref|NR_026155.1| Mycoplasma genitalium 
49 3520338 Mycoplasma genitalium 
ref|NR_026027.1| Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Mycoplasma alvi strain 
ria; Tenericutes; 


ref|NR_025985.1 
lasma alvi Bacte 


ref|NR_025879.1| Ureaplasma felinum 
41 Ureaplasma felinum Bacteria; 


ref|NR_025878.1| Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 
ref|NR_025877.1] Ureaplasma 
3910020 3911499 Ureaplasma 
e; Ureaplasma. 
ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 


265678348 
7670 


ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


88610 


Actinobacteria; 
88610 


Actinobacteria; 
88610 
yamanashiensis s 


Fungi_16S 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 


Fungi_16S 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


Fungi_16S 


8446 8401 65 110 


gi 
Actinobacteridae; Actinomycetales; Cory 
9932 9887 65 110 gi 


Actinobacteridae; Actinomycetales; Cory 
11413 11368 65 110 gi 
train IFM 0265 16S ribosomal RNA, parti 


yamanashiensis Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Nocardia. 


88610 
labreanum strain 
Archaea; Euryarc 
88610 
veneficus strain 
Archaea; Euryarc 
88610 


Archaea_16S 


Archaea_16S 


Archaea_16S 
Arc51 16S ribosomal RNA, partial sequence 


14097 14055 65 107 gi 
Z 16S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanomicrobi 
31654 31619 73 108 gi 
SNP 6 16S ribosomal RNA, partial seque 
haeota; Archaeoglobi; Archaeoglobales; 
175381 175346 73 108 gi 


Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeogl 


88610 
strain Nankai-3 


Archaea_16S 


8165 8123 65 107 


gi 


Euryarchaeota; Methanococci; Methanococcales; Methanoco 


88610 


Archaea_16S 


36022 35980 65 107 


gi 


formicicus strain Mc-S-70 16S ribosomal RNA, partial se 
formicicus Archaea; Euryarchaeota; Methanococci; Methan 


88610 


Archaea_16S 


77929 77887 65 107 


gi 


petrolearius SEBR 4847 16S ribosomal RNA, partial seque 


16S ribosomal RNA, partial sequence 7439 


265678342 
9123 

nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


265678781 

13367 
ales; Meth 
265678527 
nce 30898 
Archaeoglo 
254971248 


174670 176081 Archa 


obaceae; 
265678835 
8832 
ccaceae; 
265678344 
quence 
ococcales; 
254971322 
nce 77203 


Methanococcus. 


Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Meth 
88610 Archaea_16S 97415 97373 65 107 gi| 254971307 
AK-1 16S ribosomal RNA, partial sequence 96669 98104 Metha 
Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methano 
88610 Archaea_16S 750 717 74 107 gi| 265679008 
zilligii strain Kl 16S ribosomal RNA, partial sequence 1 

Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfur 
88610 Archaea_16S 18562 18529 74 107 gi| 265678749 
strain JA-1 16S ribosomal RNA, partial sequence 17817 19270 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyro 
88610 Archaea_16S 20023 19990 74 107 gi| 265678748 
strain AL585 16S ribosomal RNA, partial sequence 19321 20728 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyro 
88610 Archaea_16S 22981 22948 74 107 gi| 265678632 
profundus strain AV18 16S ribosomal RNA, partial sequence 22211 
Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglo 
88610 Archaea_16S 25928 25895 74 107 gi| 265678611 
strain LPC33 16S ribosomal RNA, partial sequence 25191 26521 


Crenarchaeota; 


88610 


hellenicus strai 
Archaea; 


88610 


guaymasensis TYS 
Euryarchaeota; 


88610 


kodakarensis KOD 
Archaea; 


88610 
K-3 


Thermococci; 


88610 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Thermococci; 


1 16S ribosomal RNA, 
Euryarchaeota; 


27339 27306 74 


63059 63026 74 
Thermococcales; 


111042 111009 74 


Thermococci; 


130611 130578 74 


16S ribosomal RNA, partial sequence 
Thermococcales; 


Thermococcaceae; 
132104 132071 74 


RG-20 16S ribosomal RNA, partial sequence 


Thermococci; 


88610 


DT5432 16S ribos 
Euryarchaeota; 


88610 


Archaea_16S 


Archaea_16S 


Thermococcales; 


Thermococcaceae; 
133601 133568 74 


omal RNA, partial sequence 
Thermococci; 


Thermococcales; 
135095 135062 74 


107 


107 


107 


107 


gi 


n P8 16S ribosomal RNA, partial sequenc 
Crenarchaeota; Thermoprotei; Desulfurococcales 


gi 


16S ribosomal RNA, partial sequence 62331 
Thermococca 


gi 


partial sequence 
Thermococcales; 


Th 
gi 


Thermoprotei; Desulfurococcales; Desulfurococc 
265678572 


e 2 
; Desu 


6 


ceae; 


L 
ermoco 


129880 131321 T 
Thermococ 


107 


gi 


cus. 


131372 132813 T 
Thermococ 


107 


gi 


cus. 


132864 134310 T 


107 


Thermococca 


gi 


peptonophilus JC 
9653 Archaea; Eu 
88610 
thioreducens OGL 
Archaea; Euryarc 
88610 


Archaea_16S 


Archaea_16S 


M 9653 16S ribosomal RNA, partial seque 
ryarchaeota; Thermococci; Thermococcale 
155963 155930 74 107 gi 
-20P 16S ribosomal RNA, partial sequenc 
haeota; Thermococci; Thermococcales; Th 
208056 208023 74 107 gi 


ceae; 


nee 1 
s; The 


e 1 
ermoco 


lagunensis strain IC-154 16S ribosomal RNA, partial sequence 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldisphaerales; Caldisphaeraceae; Caldisphaera. 


acea 


6572 
lfur 


254971333 


3629 
Ther 


254971298 


1029 
ccac 


254971278 
hermococcus stetteri 


254971277 


254971276 
hermococcus profundus Archaea; 


Ther 


254971275 


3436 
rmoc 


254971261 


5524 
ccac 


219857171 


hermococcus siculi 


ref|NR_028644.1 

Nocardia asia 
eae; 
ref |NR_024825.1 

Nocardia sien 
eae; 
ref |NR_024803.1 
e 10639 12137 
mycetales; 


ref|NR_029086.1 
14775 


ref|NR_028831.1 

32348 
baceae; 

ref|NR_028166.1 


ref|NR_029140.1 
Methanococcus 


ref|NR_028646.1 
35282 36655 


ref |NR_028240.1 

78631 
anomicrobiaceae; 
ref |NR_028225.1 


genium. 
ref |NR_029316.1 
1463 Sulfop 
ococcaceae; Sulf 
ref|NR_029054.1 
Pyrococcus ho 
coccus. 
ref |NR_029053.1 
Pyrococcus gl 
coccus. 
ref |NR_028937.1 
23710 
baceae; 
ref|NR_028916.1 
Ignicoccus pa 
e; Ignicoccus. 
ref |NR_028877.1 
27943 
ococcaceae; 
ref|NR_028251.1 
Thermococcus 
mococcus. 
ref|NR_028216.1 


eae; 


ref|NR_028196.1 


ref |NR_028195.1 


ref|NR_028194.1 
mococcus. 
ref|NR_028193.1 
1 135805 Thermo 
occaceae; Thermo 
ref|NR_028179.1 
8 156699 Thermo 
eae; Thermococcu 


Nocardiaceae; 


Nocardiaceae; 


Methanocaldococcaceae; 


nogenium marinum Archaea; 


Archaea; 


Nocardia asiatica 
tica Bacteria; 
Nocardia. 
Nocardia sienata 
ata Bacteria; 
Nocardia. 
Nocardia 

Nocardia 


Corynebacterineae; 


Methanocorpusculum 


Methanocorpusculum labreanum 
anocorpusculaceae; Methanocorpusculum. 


Archaeoglobus 


Archaeoglobus veneficus 
Archaeoglobus. 


Archaeoglobus infectus 


eoglobus infectus Archaea; 
Archaeoglobus. 


Methanococcus aeolicus 
aeolicus Archaea; 


Methanotorris 
Methanotorris 
Methanotorris. 
Methanoplanus 


Methanoplanus petrolearius 


Methanoplanus. 
Methanogenium marinum 
Euryarchaeota; 


Sulfophobococcus 
hobococcus zilligii 
ophobococcus. 

Pyrococcus horikoshii 
rikoshii Archaea; 


Pyrococcus glycovorans 
ycovorans Archaea; 


Archaeoglobus 


Archaeoglobus profundus 
Archaeoglobus. 


Ignicoccus pacificus 
cificus Archaea; 


Staphylothermus 


Staphylothermus hellenicus 
Staphylothermus. 


Thermococcus 
guaymasensis Archaea; 


Thermococcus 


0 111787 Thermococcus kodakarensis KOD1 
Thermococcus. 


Thermococcus stetteri 
Archaea; Euryarchaeota; 


Thermococcus siculi 
Euryarchaeota; 


Thermococcus profundus 


Thermococcus 

coccus peptonophilus JCM 
coccus. 

Thermococcus 

coccus thioreducens 

s 


ref |NR_024799.1 
207306 208771 


Caldisphaera 
Caldisphaera 


88610 


mukohataei arg-2 


Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; H 
88610 Archaea_16S 24466 24424 65 107 gi| 265678616 
arsenaticum strain PZ6 16S ribosomal RNA, partial sequence 23761 
Archaea; Crenarchaeota; Thermoprotei; Thermoproteales; Thermoprot 
88610 Archaea_16S 30180 30138 65 107 gi| 265678552 
submarinus strain Nankai-1 16S ribosomal RNA, partial sequence 
submarinus Archaea; Euryarchaeota; Methanomicrobia; Methanomicrob 
Methanoculleus. 

88610 Archaea_16S 33156 33114 65 107 gi| 265678476 
acididurans strain ATM 16S ribosomal RNA, partial sequence 32399 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Meth 
88610 Archaea_16S 51093 51051 65 107 gi| 254971284 


beijingense 8-2 
Euryarchaeota; M 


88610 


thermophilus CR- 
Archaea; 


88610 


liminatans GKZPZ 
Euryarchaeota; M 


88610 


thermophilus M 1 
Archaea; 


88610 


thermoflexus IDZ 
Archaea; 


88610 


defluvii ADZ 16S 
Euryarchaeota; M 


88610 


subterraneum A8p 
Archaea; 


88610 


thermautotrophic 
thermautotrophic 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Methanothermobacter. 


88610 Archaea_16S 83875 83833 65 107 gi| 254971318 
stadtmanae DSM 3091 16S ribosomal RNA, partial sequence 83122 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Meth 
88610 Archaea_16S 92882 92840 65 107 gi| 254971310 
alcaliphilum WeN4 16S ribosomal RNA, partial sequence 92166 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Meth 
88610 Archaea_16S 162004 161962 65 107 gi| 254971257 


congolense C 16S 
Euryarchaeota; M 


88610 


hollandica DMS1 
Archaea; 


88610 


oryzae FPi 16S r 
Euryarchaeota; M 


88610 


okinawensis IH1 
Archaea; 


88610 


chikugoensis MG6 
Archaea; 


88610 


MHT-1 16S riboso 
Euryarchaeota; M 


88610 


formicicum strai 
formicicum Archa 
Methanobacterium. 


88610 


halotolerans str 
halotolerans Arc 
Methanocalculus. 


88610 


vannielii strain SB 16S ribosomal RNA, partial sequence 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


us Archaea; 


106486 106450 65 


55577 55535 65 


58574 58532 65 
64402 64360 65 
65902 65860 65 
67412 67370 65 
68882 68840 65 


76430 76388 65 


163519 163469 52 


168000 167958 65 


188827 188785 65 


193214 193172 65 


199181 199139 65 


mal RNA, partial sequence 
ethanomicrobia; Methanomicrobiales; 


205100 205058 65 


206552 206510 65 


212555 212513 65 


101 


107 


107 


107 


6S ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


107 


107 


ribosomal RNA, partial sequence 
ethanobacteria; Methanobacteriales; Methanobacter 


107 


107 


ribosomal RNA, partial sequence 
ethanobacteria; Methanobacteriales; Methanobacter 


101 


107 


ibosomal RNA, partial sequence 
ethanobacteria; Methanobacteriales; Methanobacter 


107 


107 


107 


198437 199866 Metha 
Genera incert 


107 


107 


107 


gi 


16S ribosomal RNA, partial sequence 105730 10719 


16S ribosomal RNA, partial sequence 50371 51786 
ethanobacteria; Methanobacteriales; Methanobacter 


gi 


1 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; 


gi 


16S ribosomal RNA, partial sequence 57845 59274 
ethanomicrobia; Methanomicrobiales; Methanomicrob 


gi 


63680 65111 


gi 


16S ribosomal RNA, partial sequence 65162 66615 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


gi 


66666 68110 


gi 


16S ribosomal RNA, partial sequence 68161 69596 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


gi 


us Marburg 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Metha 


161275 16272 


gi 


16S ribosomal RNA, partial sequence 162778 16422 
Euryarchaeota; Methanomicrobia; Methanosarcina 


gi 


167250 16869 


gi 


16S ribosomal RNA, partial sequence 188085 18947 
Euryarchaeota; Methanococci; Methanococcales; 


gi 


2 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; 


gi 


gi 


n DSMZ1535 16S ribosomal RNA, partial sequence 
ea; Euryarchaeota; Methanobacteria; Methanobacter 


gi 


ain SEBR 4845 16S ribosomal RNA, partial 
haea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; 


gi 


254971301 


254971238 

54850 
Meth 
254971336 
254971332 


Meth 
254971331 


Meth 


254971330 


254971329 


Meth 
254971323 


254971256 


254971253 


254971237 


254971234 
19248 
Meth 
254971230 


219857440 


219857242 
sequence 


les; Methanosarcinaceae; M 


Methanococcaceae; 


ref|NR_028219.1 
8 Halomicrobium 
alomicrobium. 
ref |NR_028921.1 

25140 Pyroba 
eaceae; Pyrobacu 
ref|NR_028856.1 

29453 30847 
iales; Methanomi 


ref|NR_028779.1 

33757 Methan 
anobacteriaceae; 
ref |NR_028202.1 


iaceae; Methanob 
ref |NR_028156.1 

56280 Methan 
anomicrobiaceae; 
ref |NR_028254.1 

Methanofollis 
iaceae; Methanof 
ref |NR_028250.1 


anobacteriaceae; 
ref |NR_028249.1 


anobacteriaceae; 
ref |NR_028248.1 


iaceae; Methanot 
ref |NR_028247.1 


anobacteriaceae; 
ref|NR_028241.1 

75671 77152 
nobacteriales; M 


ref |NR_028236.1 

84546 Methan 
anobacteriaceae; 
ref |NR_028228.1 

93578 Methan 
anobacteriaceae; 
ref|NR_028175.1 


iaceae; Methanob 
ref|NR_028174.1 


ref|NR_028171.1 


iaceae; Methanob 
ref|NR_028155.1 


Methanot 
ref|NR_028152.1 
8 193917 Methan 
anomicrobiaceae; 
ref |NR_028148.1 
nocalculus pumil 
ae sedis; Methan 
ref |NR_025028.1 

204386 205761 
iales; Methanoba 


ref|NR_024870.1 
205812 207255 
Genera 


219846128 


ref|NR_025718.1 


Halomicrobium 


mukohataei Archaea; 


Pyrobaculum 


culum arsenaticum 
lum. 


Methanoculleus 
Methanoculleus 


crobiaceae; 


Methanobrevibacter 


obrevibacter acididurans 
Methanobrevibacter. 


Methanobacterium 


Methanobacterium beijingense Archaea; 
acterium. 


Methanoculleus 


oculleus thermophilus 
Methanoculleus. 


Methanofollis 


liminatans Archaea; 
ollis. 
Methanothermobacter 
Methanothermobacter thermophilus 
Methanothermobacter. 
Methanothermobacter 
Methanothermobacter thermoflexus 
Methanothermobacter. 
Methanothermobacter 
Methanothermobacter defluvii Archaea; 
hermobacter. 


Methanobacterium 


Methanobacterium subterraneum 

Methanobacterium. 
Methanothermobacter 
Methanothermobacter 
ethanobacteriaceae; 


Methanosphaera 


osphaera stadtmanae 
Methanosphaera. 


Methanobacterium 


obacterium alcaliphilum 
Methanobacterium. 


Methanobacterium 


7 Methanobacterium congolense Archaea; 
acterium. 
Methanomethylovorans 
6 Methanomethylovorans hollandica 

ethanomethylovorans. 


Methanobacterium 


5 Methanobacterium oryzae Archaea; 
acterium. 


Methanothermococcus 


6 Methanothermococcus okinawensis 
hermococcus. 


Methanoculleus 


oculleus chikugoensis 
Methanoculleus. 
Methanocalculus strain 
us Archaea; 
ocalculus. 


Methanobacterium 
Methanobacterium 


cteriaceae; 


Methanocalculus 
Methanocalculus 


incertae sedis; 


Methanococcus 


211889 213145 Methanococcus vannielii 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 


88610 
strain Hvv3, 


Archaea_16S 
DSM 


3761 3728 74 107 gi 


265678906 
2475 16S ribosomal RNA, partial sequence 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermofilaceae; 


2983 
The 


88610 


helgesonii strai 
Archaea; 


88610 


strain P5 16S ri 
Euryarchaeota; Thermococci; 


88610 


strain Kin4-I 16 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Euryarchaeota; 


15535 15502 74 


Thermococci; 
17066 17033 74 


Thermococcales; 


21539 21506 74 


107 


107 


bosomal RNA, partial sequence 


107 


S ribosomal RNA, partial sequence 


Crenarchaeota; Thermoprotei; Desulfurococcales; 


88610 


indicus strain § 
Archaea; 


88610 


vulcanius strain 
Archaea; 


88610 


strain IC-059 16 


88610 


palmolei DSM 427 
Archaea; 


88610 
AN1 


88610 


acidophilum 122- 
Archaea; 


88610 


waiotapuensis WT 
Archaea; 


88610 
Pp-4 


88610 


gorgonarius W-12 
Euryarchaeota; Thermococci; 


88610 


NOBI-1 16S ribos 


Methanomicrobia; Methanomicrobiales; Genera incertae sedis; Metha 
88610 Archaea_16S 190263 190230 74 107 gi| 254971236 
acidaminovorans AEDII10 16S ribosomal RNA, partial sequence 18952 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcac 
88610 Archaea_16S 197706 197673 74 107 gi| 254971231 
ferrophilus DMJ 16S ribosomal RNA, partial sequence 196978 19838 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pala 
88610 Archaea_16S 209564 209531 74 107 gi|219846654 


strain KAW2/2 16 
Euryarchaeota; Thermoplasmata; 


88610 


strain PL-19 16S 


88610 


alaskense strain 
Archaea; 


88610 


16S ribosoma 
Thermococci; 


16S ribosoma 
Euryarchaeota; Thermococci; 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Euryarchaeota; 


1 16S ribosomal RNA, 
Euryarchaeota; 


S ribosomal RNA, 


ribosomal RNA, 


28722 28689 74 


34552 34519 74 


37453 37420 74 


60045 60012 74 


79431 79398 74 


1 RNA, partial sequence 
Thermococcales; 


85341 85308 74 
Thermoplasmata; 


129123 129090 74 


Thermococci; 


136586 136553 74 


1 RNA, partial sequence 


Thermococcales; 
138077 138044 74 


Thermococcales; 
178354 178321 74 


omal RNA, partial sequence 


211106 211073 74 


12656 12620 65 


40538 40502 65 


Al-5 16S ribosomal RNA, partial sequence 


Halobacteria; 


88610 


alkaliphilum Dz- 
Archaea; 


88610 


Archaea_16S 


Archaea_16S 


Halobacteriales; 


Euryarchaeota; 


49604 49568 65 


Halobacteria; 


52584 52556 73 


Thermococcaceae; 


Halobacteriaceae; 


107 


107 


107 


S ribosomal RNA, partial sequence 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermopro 


107 


107 


786 


107 


107 


107 


135856 137291 Thermococ 
Thermococcaceae; 


107 


107 


177617 179049 Metha 


complete sequence 
Thermoplasmatales; 


107 


complete sequence 
Crenarchaeota; Thermoprotei; Desulfurococcales; Pyrodic 


101 


101 


397 


101 


101 


gi 


n PI1 16S ribosomal RNA, partial sequence 
Thermococcales; 


gi 


16314 
Thermococcaceae; 


gi 


gi 


L43 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanococci; Methanococcales; 


gi 


M7 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanococci; Methanococcales; 


gi 


gi 


3 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; 


gi 
82 


gi 


1B2 16S ribosomal RNA, partial sequence 84597 
Thermoplasmatales; 


gi 


partial sequence 
Thermococcales; 


gi 


gi 


16S ribosomal RNA, partial sequence 137342 13878 
Thermococcaceae; 


gi 


gi 


gi 


AK-5 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanosarcinales; 


gi 
78 


gi 


1 16S ribosomal RNA, partial sequence 
Halobacteriales; 


gi 


qingdaonensis CM5 16S ribosomal RNA, partial sequence 


Archaea; 


88610 


paludicola SANAE 
Archaea; 


88610 


Archaea_16S 


Archaea_16S 


Euryarchaeota; 


Halobacteria; 


54110 54074 65 


73389 73353 65 


101 


101 


Halobacteriales; 


gi 


16S ribosomal RNA, partial sequence 53363 54799 
Euryarchaeota; Methanomicrobia; Methanocellales; 


gi 


Thermococcac 


20779 
Desulfurococcaceae; I 


36706 


Thermococcac 


208822 21029 
Picrophilaceae; 


210342 21183 


41196 Halom 
Halomicrobium. 


265678754 
14826 


265678750 
17766 
Ther 
265678650 
22160 


265678557 
27994 
Methanocal 
265678399 
33808 
Methanocal 
265678326 
38182 


254971335 

59325 
Meth 
254971321 


80132 Thermococ 
Thermococcus. 


254971317 
Thermo 
254971279 
12838 
254971274 


Ther 
254971273 


Ther 
254971245 


219846343 


tiaceae; P 
265678817 
11948 
Metha 
254971315 


254971288 
48850 
Halobacter 
254971282 
51837 
Halobacter 
254971246 


Methano 


ref 


rmof 
ref 


eae; 
ref 


Moco 
ref 
ref 


doco 
ref 


doco 
ref 


ref 


ref 


plas 
ref 


eae; 
ref 


mMOCcO 
ref 


MOCO 
ref 
noli 
noli 
ref 


eae; 
ref 


e0co 
ref 


Pic 
ref 


yrod 
ref 


nosa 
ref 
icro 


ref 


iace 
ref 


iace 
ref 


cell 


254971326 


lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 
lacusprofundi ATCC 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Halorubrum. 


4491 


16263 


Thermococcus 


29402 


35231 


Vulcanisaeta 


teaceae; Vulca 


60755 
anomicrobiaceae 


86067 


7 #129829 Thermo 


6 Thermococcus 


7 190952 Thermo 


6 Palaeococcus 


13316 


50320 


53312 


Methanocella 


NR_029214.1 
Thermo 
ilum. 
NR_029059.1 
Palaeo 
Palaeococcu 
NR_029055.1 


ccus. 
NR_028955.1 


gnicoccus. 
NR_028861.1 
Methan 
ccaceae; Met 
NR_028701.1 
Methan 
ccaceae; Met 
NR_028628.1 


nisaeta. 
NR_028253.1 
Methan 
, 


NR_028239.1 
cus zilligii 


NR_028235.1 
Thermo 
mataceae; Th 
NR_028197.1 


Thermococcu 
NR_028192.1 
cus pacificu 
ccus. 
NR_028191.1 


ccus. 
NR_028163.1 
nea tarda Ar 
nea. 
NR_028154.1 


Thermococcu 
NR_028149.1 


ccus. 
NR_026246.1 


rophilus. 
NR_025933.1 


ictium. 
NR_029122.1 
Methan 
rcinaceae; M 
NR_028233.1 
bium katesii 


NR_028206.1 
Haloru 
ae; Halorubr 
NR_028200.1 
Haloco 
ae; Halococc 
NR_028164.1 


aceae; Metha 


ref 


72635 


Thermofilum pendens 
filum pendens Archaea; 


Palaeococcus 
coccus helgesonii 
Ss. 
Thermococcus aegaeus 


aegaeus Archaea; 


Ignicoccus hospitalis 


Ignicoccus hospitalis Archaea; 


Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 

Methanocaldococcus 
ocaldococcus vulcanius 
hanocaldococcus. 

Vulcanisaeta souniana 


souniana Archaea; 


Methanoculleus 
oculleus palmolei 
Methanoculleus. 
Thermococcus zilligii 
Archaea; Euryarchaeota; 


Thermoplasma 
plasma acidophilum 
ermoplasma. 
Thermococcus 
coccus waiotapuensis 
Ss. 

Thermococcus pacificus 
s Archaea; 


Thermococcus 


gorgonarius Archaea; 


Methanolinea tarda 
chaea; Euryarchaeota; 


Thermococcus 
coccus acidaminovorans 
Ss. 

Palaeococcus 


ferrophilus Archaea; 


Picrophilus oshimae 


1 Picrophilus oshimae Archaea; 


Pyrodictium occultum 


8 Pyrodictium occultum Archaea; 


Methanococcoides 
ococcoides alaskense 
ethanococcoides. 
Halomicrobium katesii 
Archaea; Euryarchaeota; 


Halorubrum 

brum alkaliphilum 
um. 

Halococcus 

ccus qingdaonensis 
us. 

Methanocella 


paludicola SANAE 


nocella. 


NR_028244.1 
74098 


Halorubrum 
Halorubrum 


88610 Archaea_16S 74899 74863 65 101 gi|254971324|ref|NR_028242.1| Methanosaeta concilii 
Opfikon 16S ribosomal RNA, partial sequence 74149 75620 Methanosaeta concilii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 

88610 Archaea_16S 80935 80899 65 101 gi|254971320|ref|NR_028238.1| Methanolobus taylorii 
GS-16 16S ribosomal RNA, partial sequence 80183 81601 Methanolobus taylorii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanolobus. 

88610 Archaea_16S 82404 82368 65 101 gi|254971319|ref|NR_028237.1| Methanolobus 
oregonensis WAL1 16S ribosomal RNA, partial sequence 81652 83071 Methanolobus oregonensis Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanolobus. 

88610 Archaea_16S 88394 88358 65 101 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

88610 Archaea_16S 89915 89879 65 101 gi|254971313|ref|NR_028231.1| Halorubrum 
californiense SF3-213 16S ribosomal RNA, partial sequence 89160 90595 Halorubrum californiense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

88610 Archaea_16S 91400 91364 65 101 gi| 254971312 |ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

88610 Archaea_16S 94383 94347 65 101 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

88610 Archaea_16S 95903 95867 65 101 gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
16S ribosomal RNA, partial sequence 95149 96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

88610 Archaea_16S 98908 98872 65 101 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
JCM 9060 16S ribosomal RNA, partial sequence 98155 99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

88610 Archaea_16S 104967 104931 65 101 gi|254971302|ref|NR_028220.1| Halorubrum distributum 
JCM 9100 16S ribosomal RNA, partial sequence 104213 105679 Halorubrum distributum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

88610 Archaea_16S 120143 120107 65 101 gi| 254971287 |ref|NR_028205.1| Halorubrum 
xinjiangense BD-1 16S ribosomal RNA, partial sequence 119389 120858 Halorubrum xinjiangense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

88610 Archaea_16S 127620 127584 65 101 gi|254971280|ref|NR_028198.1| Halorubrum tibetense 
8W8 16S ribosomal RNA, partial sequence 126867 128336 Halorubrum tibetense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

88610 Archaea_16S 141055 141019 65 101 gi|254971271|ref|NR_028189.1| Halorubrum ejinorense 
EJ-32 16S ribosomal RNA, partial sequence 140308 141711 Halorubrum ejinorense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

88610 Archaea_16S 145459 145431 73 101 gi|254971268|ref|NR_028186.1| Halococcus dombrowskii 
H4 16S ribosomal RNA, partial sequence 144714 146185 Halococcus dombrowskii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

88610 Archaea_16S 148422 148386 65 101 gi|254971266|ref|NR_028184.1| Methanimicrococcus 
blatticola PA 16S ribosomal RNA, partial sequence 147697 149149 Methanimicrococcus blatticola 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanimicrococcus. 

88610 Archaea_16S 151430 151394 65 101 gi|254971264|ref|NR_028182.1| Methanosarcina 
semesiae MD1 16S ribosomal RNA, partial sequence 150703 152151 Methanosarcina semesiae Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanosarcina. 

88610 Archaea_16S 154471 154443 73 101 gi|254971262|ref|NR_028180.1| Halalkalicoccus 


tibetensis DS12 
Euryarchaeota; Halobacteria; 


88610 


borinquense DSM 11551 16S ribosomal RNA, partial sequence 
Euryarchaeota; 


DSM 
88610 


hamelinensis 100A6 16S ribosomal RNA, partial sequence 


Archaea; Halobacteriales; 


88610 


11551 Archaea; 


Archaea_16S 


Archaea_16S 


Archaea_16S 


Euryarchaeota; 


Halobacteriales; 
169482 169446 65 


172465 172429 65 


Halobacteria; 
182823 182787 65 


4P 16S ribosomal RNA, partial sequence 


Halobacteria; 


88610 


thermophila PT 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosaetace 


88610 


strain DSM 800 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcina 
101192 Bacteria_16S 


Archaea_16S 


Archaea_16S 


Halobacteriales; 


187363 187327 65 


203653 203617 65 


2761958 2761845 1 


Halobacteria; 


Halobacteriaceae; 


16S ribosomal RNA, partial sequence 153724 15519 


Ha 
101 


101 
10 


182 


101 


101 


114 


strain Yo-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
101192 Bacteria_16S 


3949709 3949594 1 


116 


strain 101 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 


lobacteriaceae; H 
gi|]254971252 
16874 
Halobacteriales; 
gi|254971250 
17173 
Halobacter 
gi|]254971242 
070 183536 Halor 
Halorubrum. 
gi|] 254971239 
186632 18803 


gi|219878164 
202925 20433 


gi|219857145 
2761077 27624 
Acetobacte 


alalkalicoccus. 
ref|NR_028170.1 
6 170196 Haloge 
Halobacteriaceae 
ref|NR_028168.1 
0 173164 Haloco 
iaceae; Halococc 
ref|NR_028160.1 
ubrum terrestre 


ref|NR_028157.1 
4 Methanosaeta 
ae; 
ref|NR_025303.1 
ceae; Methanosar 
ref|NR_024773.1 


raceae; Kozakia. 


gi|219846259 


7 Halalkalicoccus tibetensis Archaea; 


Halogeometricum 

ometricum borinquense 

; Halogeometricum. 
Halococcus 

ccus hamelinensis 

us. 

Halorubrum terrestre 

Archaea; Euryarchaeota; 


Methanosaeta 


thermophila PT Archaea; 
Methanosaeta. 


Methanosarcina barkeri 


5 Methanosarcina barkeri Archaea; 


cina. 
Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


ref |NR_025849.1 


Acidocella aminolytica 


3948831 3950236 Acidocella aminolytica Bacteria; 


101192 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


101192 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


101192 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


101192 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


101192 Bacteria_16S 


strain H-8 16S ri 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


101192 Bacteria_16S 


strain OP 16S rib 


organovorum strai 
Bacteria; Proteob 


101192 Bacteria_16S 


strain Lhet2 16S 


strain KLB 16S ri 
Proteobacteria; A 


386853 386743 1 111 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
1093644 1093530 1 115 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


1582011 1581897 1 115 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2089444 2089334 1 111 gi 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2154524 21544101 115 gi 
bosomal RNA, partial sequence 


2936942 2936828 1 115 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3942407 3942293 1 
osomal RNA, partial sequence 


115 gi 


3943868 3943754 1 115 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3946788 3946674 1 115 gi 
ribosomal RNA, partial sequence 


3948253 3948139 1 115 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 


gi 


101192 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


101192 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


101192 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


101192 Bacteria_16S 


strain LMG 1746 1 
Proteobacteria; A 


101192 Bacteria_16S 


strain LMG 1625 1 
Proteobacteria; A 


101192 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


101192 Bacteria_16S 


strain AAO8 16S r 
Proteobacteria; A 


101192 Bacteria_16S 


S60-1 16S ribosom 
Alphaproteobacter 


101192 Bacteria_16S 


strain 71 16S rib 
Proteobacteria; A 


101192 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


561722 561609 1 114 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


1096529 1096416 1 114 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1140497 1140384 1 114 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


1749800 1749687 1 114 


gi 


265678797 
38592 
nadales; S 
265678314 
quence 
eria; 


219878490 
al sequenc 
ria; Rhodo 
219878130 


2088549 2089942 Nevsk 


Nevskia. 
219857632 


2153652 21550 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
101192 Bacteria_16S 


Acetobacte 
219856832 
equence 

a; Rhodosp 


219846264 


3941522 39429 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
101192 Bacteria_16S 


Acetobacte 
219846263 
nce 39429 
rillales; 

219846261 


3945905 39473 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
101192 Bacteria_16S 


Acetobacte 
219846260 


3947368 39487 


Acetobacte 
265678678 
sequence 

eria; Rhod 


265678312 
1 sequence 
ia; Rhodos 


253680763 
quence 


ia; Salini 


219878374 


6S ribosomal RNA, partial sequence 1748919 17503 


lphaproteobacteria; Rhodospirillales; 
1751292 1751179 1 114 gi 


Acetobacte 
219878373 


6S ribosomal RNA, partial sequence 175041117518 


lphaproteobacteria; Rhodospirillales; 

2160548 2160435 1 114 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


2709595 2709482 1 114 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2810199 2810086 1 114 gi 
al RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae 
2825245 2825132 1 114 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

3418792 3418679 1 114 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


gi 


Acetobacte 
219857628 
quence 

ria; Rhodo 


219857182 


2708714 27101 


Acetobacte 
219857110 


2809318 2810728 Asaia 


; Asaia. 
219856907 


2824364 28257 


Acetobacte 
219846632 
quence 

; Rhodospi 


, 


101192 Bacteria_16S 


3570213 3570100 1 114 


gi 


219846529 


strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 


Acetobacter subge 


n. Acetobacter. 


Rhod 


ref 


inob 
ref 


ospi 
ref 
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ref 
iar 
ref 
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ref 


iril 
ref 


race 
ref 


Acet 
ref 


race 
ref 


race 
ref 


ospi 


piri 
ref 

1 
spha 


ref 
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ref 


race 
ref 
2 
spir 
ref 
race 
ref 
sia 
ref 


race 
ref 
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1 387397 Hydro 


1092739 10941 


e 1581111 15825 


2936039 29374 


34 Acidiphilium 


85 3944397 Acidi 


560822 56230 


1095628 10 


139586 11 


159648 21 


3417892 34193 


NR_029102.1 
Cc 
acteraceae; 
NR_028616.1 
9 
rillales; Ac 


NR_025629.1 
6 
us. 
NR_025269.1 
amosa Bacter 


NR_025221.1 


ae; Rubritep 
NR_024651.1 
8 
° 


lales; Acet 


NR_025854.1 


ae; Acidiphi 
NR_025853.1 
p 
obacteraceae 
NR_025851.1 


ae; Acidiphi 
NR_025850.1 


ae; Acidiphi 
NR_028983.1 
7 
rillales; Ac 


NR_028614.1 
9707 
llales; Acet 
NR_028011.1 
4102 
erales; Sali 
NR_025513.1 


ae; Acetobac 
NR_025512.1 


ae; Acetobac 
NR_025217.1 
6110 


illales; Ace 


NR_024810.1 


ae; Asaia. 
NR_024738.1 
mensis Bacte 


NR_024728.1 


ae; Asaia. 
NR_026224.1 
6 
b 


ales; Aceto 


ref 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Acetobacter 
2 Acetobacter 
etobacteraceae; 


Rhodovarius 
8 Rhodovarius 


Nevskia ramosa strain 
ia; Proteobacteria; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Acidiphilium 

9 Acidiphilium 

bacteraceae; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidiphilium cryptum 


v 


17 Acidiphilium cryptum Bacteria; 


lium. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Acetobacter 
0 Acetobacter 
obacteraceae; 


Salinisphaera 
5 Salinisphaera 


nisphaeraceae; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Swaminathania 

2 Swaminathania 

tobacteraceae; 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


NR_026121.1 


Acetobacter aceti 


3569313 3570792 Acetobacter aceti 


101192 Bacteria_16S 


3574763 3574650 1 


114 gi 


219846526 


strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


101192 Bacteria_16S 


strain PW2 16S ribosomal RNA, partial sequence 


3945327 39452141 


114 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


101192 Bacteria_16S 
strain JCM 21370 


1071098 1070986 1 


113 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


101192 Bacteria_16S 


kellyi strain BII-1 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
101192 Bacteria_16S 


2424996 2424881 1 


667686 667572 1 


116 gi 
sequence 
Chromati 


115 gi 


entanii strain LTH4560 16S ribosomal RNA, partial seque 


Bacteria; 
101192 Bacteria_16S 
europaeus strain 
Bacteria; 
101192 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; 


3003898 3003784 1 


3118580 3118466 1 


intermedius strain TF2 16S ribosomal RNA, 


Bacteria; 
101192 Bacteria_16S 


3555085 3554971 1 


Rhodospi 
115 gi 


DES11 16S ribosomal RNA, partial seque 
Proteobacteria; Alphaproteobacteria; 


Rhodospi 
115 gi 


complete sequ 
Proteobacteria; Alphaproteobacteria; 


Rhodospi 
115 gi 


liquefaciens strain IFO 12388 16S ribosomal RNA, partia 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacte 


Gluconacetobacter. 
101192 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
Halothiobacillus. 
101192 Bacteria_16S 


hydrothermalis strain R3 
hydrothermalis Bacteria; 


Halothiobacillus. 
101192 Bacteria_16S 
subsp. 
subsp. 
Roseomonas. 
101192 Bacteria_16S 
strain E7107 16S 


DSM 613 


3718797 3718683 1 


115 gi 


2 16S ribosomal RNA, partial s 


Proteobacteria; Gammaproteobacteri 


3816356 3816242 1 


Proteobacteria; 


431564 431451 1 


rosea strain MDA5605 16S ribosomal RNA, 
rosea Bacteria; Proteobacteria; Alphaproteobacte 


447023 446910 1 


ribosomal RNA, partial sequence 


115 gi 


16S ribosomal RNA, partial seq 
Gammaproteobac 


114 gi 


partial 


114 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


101192 Bacteria_16S 


strain 5424 16S ribosomal RNA, partial sequence 


448555 448442 1 


114 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


101192 Bacteria_16S 
strain 173-96 16S 


560185 560072 1 


ribosomal RNA, partial sequence 


114 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


101192 Bacteria_16S 


strain MDA5527 16S ribosomal RNA, partial sequence 


741945 741832 1 


114 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


101192 Bacteria_16S 
jannaschii strain 
Bacteria; 
101192 Bacteria_16S 


812990 812877 1 


872195 872082 1 


114 gi 


ALM2 16S ribosomal RNA, partial seque 
Proteobacteria; Gammaproteobacteria; 


Chromati 
114 gi 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacte 


Gluconacetobacter. 
101192 Bacteria_16S 


1353834 1353721 1 


114 gi 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter. 
101192 Bacteria_16S 
paradoxus strain 
Bacteria; 
101192 Bacteria_16S 


2441503 24413901 


2470358 2470245 1 


114 gi 


ARh1 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; 


Chromati 
114 gi 


nitratis strain ALJ12 16S ribosomal RNA, partial sequen 


Bacteria; 
101192 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; 


2509451 2509338 1 


Chromati 
114 gi 


johannae strain CFN-Cf55 16S ribosomal RNA, partial seq 


johannae Bacteria; 
Gluconacetobacter. 
101192 Bacteria_16S 


4206530 4206417 1 


Proteobacteria; Alphaproteobacteria; 


114 gi 


Acetobacte 
219846262 


3944448 39458 


Acetobacte 
265678330 


16S ribosomal RNA, partial sequence 1070184 10716 


Rhodospiri 
219857442 
24240 
ales; Halo 
265678604 
nce 66678 
rillales; 
219846921 
nce 30029 
rillales; 
219846843 
ence 31176 
rillales; 
219846540 
1 sequence 
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uence 
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sequence 

ria; Rhodo 
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thio 
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bacillaceae; 
NR_028909.1 


obacteraceae 
NR_026513.1 


obacteraceae 
NR_026435.1 


obacteraceae 
NR_026132.1 
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ref 
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oxydans Bacteria; 
acter. 
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54 Acidocella facilis Bacteria; 
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iobacillus kellyi 
Halothiobacillus. 
Gluconacetobacter 
acetobacter entanii 
; Gluconacetobacter. 
Gluconacetobacter 
acetobacter europaeus 
; Gluconacetobacter. 
Gluconacetobacter 


acetobacter intermedius 


; Gluconacetobacter. 
Gluconacetobacter 

7 Gluconacetobacter 

tobacteraceae; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Roseomonas gilardii 
Roseomonas gilardii 


tobacteraceae; 


Roseomonas cervicalis 


3 Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 

Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 

Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


NR_025661.1 


Thioalkalivibrio 


4205616 4207035 Thioalkalivibrio 


nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 
101192 Bacteria_16S 


1787566 1787455 1 


112 gi 


neutrophila strain SG 3301 16S ribosomal RNA, partial s 


neutrophila Bacteria; 
Halorhodospira. 
101192 Bacteria_16S 
strain SGT-39 16S 
Proteobacteria; 
101192 Bacteria_16S 


Proteobacteria; 


4069499 4069387 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Coxiellaceae; 


563296 563185 1 


Gammaproteobacteria; 


113 gi 


112 gi 


albertensis strain DSM 14366 16S ribosomal RNA, partial 


albertensis Bacteria; 
Acidithiobacillus. 
101192 Bacteria_16S 


Proteobacteria; 


902498 902395 1 


104 gi 


219878344 
equence 


219846173 


4068567 40700 


265678677 
sequence 


265678443 


denitrificans strain ALJD 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; 


Thioalkalivibrio. 
101192 Bacteria_16S 


Mi268 16S ribosomal RNA, partial sequence 
Weissella. 


Lactobacillales; 
101192 Bacteria_16S 


alkaliphilus strain T8 16S ribosomal RNA, partial sequence 
Salinicoccus. 


Bacteria; Firmicutes; 
101192 Bacteria_16S 


strain DSM 5351 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
101192 Bacteria_16S 
hispanicus strain 
hispanicus Bacteria; 
101192 Bacteria_16S 
strain 21F-2 16S 


Proteobacteria; 


1288429 1288318 1 


2314051 2313948 1 


Bacillales; 
3303427 3303324 1 


Salinicoccus. 
4224823 42247201 


1079919 1079805 1 


ribosomal RNA, partial sequence 


Bacillales; 


Gammaproteobacteria; 


112 gi 


219846052 


1287447 1289004 Weiss 


104 gi 


104 gi 


104 gi 


DSM 5352 16S ribosomal RNA, partial s 
Firmicutes; 


Salinicocc 
115 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


101192 Bacteria_16S 


1406449 1406335 1 


115 gi 


219857520 
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219846719 


complete sequence 3302462 33040 


219846055 
equence 
us. 

265678323 


1079018 10804 
Acetobacteraceae; 


219857143 


cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
101192 Bacteria_16S 
profundus strain 
Bacteria; 
101192 Bacteria_16S 


1437070 1436964 1 


2286912 2286800 1 


Deinococci; 
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506 16S ribosomal RNA, partial sequenc 
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113 gi 
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Thioalkalivibrio. 
101192 Bacteria_16S 
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Thermaceae; 


219857541 
sequence 
Ch 
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desulfurans strain St55B 16S ribosomal RNA, partial sequence 


desulfurans Bacteria; 
101192 Bacteria_16S 


Deinococcus-Thermus; 


3553554 3553444 1 


Deinococci; 
TL gi 


Thermales; 
219846541 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 


hansenii Bacteria; 
Gluconacetobacter. 
101192 Bacteria_16S 
thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 
101192 Bacteria_16S 


Bacteria; 


102378 102265 1 
Firmicutes; 


456348 456235 1 


Proteobacteria; Alphaproteobacteria; 


114 gi 


114 gi 


oligofermentans strain 2-4 16S ribosomal RNA, partial s 


oligofermentans Bacteria; 


101192 Bacteria_16S 


Firmicutes; 
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Lactobacillales; 


106 gi 


caldoxylosilyticus strain $1812 16S ribosomal RNA, part 


caldoxylosilyticus Bacteria; 


101192 Bacteria_16S 


Firmicutes; 
1034702 1034589 1 


Bacillales; 


Ba 


114 gi 


danicus strain DB4 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
101192 Bacteria_16S 

strain NBRC 13755 
Bacteria; 
101192 Bacteria_16S 


Bacillales; 
1095089 1094976 1 


1225113 1225000 1 


Paenibacillaceae; Ane 


114 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gallinaceus strain CCUG 42692 16S ribosomal RNA, partia 


gallinaceus Bacteria; 
101192 Bacteria_16S 


Firmicutes; 
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Lactobacillales; 
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Stre 

114 gi 
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ial sequen 
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265678313 
10942 
rillales; 
219878314 
1 sequence 
ptococcace 
228721340 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 


ref 
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ref 


ref 


ref 


ref 
ella 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


cace 
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901557 903021 
Chromatiales; 
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Rhodospirillales; Ac 


36 1437633 Oceani 
Oceanithermus. 
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romatiales; 
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Paenibacillaceae; 
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71 1035187 Aneuri 
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es; Ectothio 


NR_025763.1 


NR_028982.1 


NR_028745.1 
Ectoth 


NR_025642.1 
soli Bacter 


NR_025108.1 


NR_026311.1 


NR_025645.1 


NR_028625.1 


Acetobac 
NR_024771.1 


NR_027212.1 


NR_025129.1 
Ecto 
NR_024814.1 


Oce 
NR_026133.1 


Acetoba 
NR_029303.1 
Aneurinibaci 
NR_029052.1 


ae; Streptoc 
NR_028708.1 


bacillus. 
NR_028657.1 


group; Aneur 
NR_028615.1 


obacteraceae 
NR_025453.1 


Streptococcu 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 
Aquicella. 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Weissella soli strain 
ia; Firmicutes; 


Salinicoccus 
coccus alkaliphilus 


Salinicoccus roseus 


roseus Bacteria; 


Salinicoccus 
3 Salinicoccus 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

1 Acetobacter 

etobacteraceae; 


Oceanithermus 
thermus profundus 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Aneurinibacillus 
Aneurinibacillus 
llus group; 


Streptococcus 
Streptococcus 
occus. 
Geobacillus 
Geobacillus 


Aneurinibacillus 

nibacillus danicus 

inibacillus. 
Acetobacter peroxydans 

acter peroxydans 

; Acetobacter. 
Streptococcus 

1 Streptococcus 

Ss. 


NR_027605.1 


Magnetospirillum 


1339181 1340623 Magnetospirillum 


101192 Bacteria_16S 2267092 2266987 1 106 gi|219857555|ref|NR_025143.1| Geobacillus toebii 


strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

101192 Bacteria_16S 2471863 2471750 1 114 gi|219857402|ref|NR_024990.1| Thioalkalivibrio 
versutus strain AL2 16S ribosomal RNA, partial sequence 2470921 2472353 Thioalkalivibrio versutus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
101192 Bacteria_16S 3198999 3198886 1 114 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 
101192 Bacteria_16S 728311 728219 1 93 gi| 265678563 |ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
101192 Bacteria_16S 40143 40040 1 104 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
101192 Bacteria_16S 57001 56898 1 104 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

101192 Bacteria_16S 58502 58399 A 104 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 


101192 Bacteria_16S 164857 164742 1 116 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

101192 Bacteria_16S 312691 312588 1 104 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

101192 Bacteria_16S 473010 472907 1 104 gi|265678736|ref|NR_029041.1| Weissella koreensis 


strain S-5623 16S ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
Firmicutes; Lactobacillales; Weissella. 


101192 Bacteria_16S 514338 514235 1 104 gi| 265678709 |ref|NR_029014.1| Lactobacillus rossiae 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

101192 Bacteria_16S 541804 541701 1 104 gi| 265678691 |ref|NR_028996.1| Staphylococcus 


nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 


101192 Bacteria_16S 732820 732717 1 104 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 

6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 

Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

101192 Bacteria_16S 856927 856824 1 104 gi| 265678474 |ref|NR_028777.1| Leuconostoc 

gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 

gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

101192 Bacteria_16S 1019353 1019250 1 104 gi|265678365|ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

101192 Bacteria_16S 1022504 1022393 1 112 gi|265678363|ref|NR_028665.1| Streptococcus 


pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


101192 Bacteria_16S 1060565 1060462 1 104 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

101192 Bacteria_16S 1285279 1285176 1 104 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 


psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 


101192 Bacteria_16S 1286836 1286733 1 104 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

101192 Bacteria_16S 1294427 1294324 1 104 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 


subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 


101192 Bacteria_16S 1320264 1320161 1 104 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

101192 Bacteria_16S 1321806 1321703 1 104 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

101192 Bacteria_16S 1410960 1410849 1 112 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

101192 Bacteria_16S 1479518 1479415 1 104 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 


subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 


101192 Bacteria_16S 1511225 1511139 1 87 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

101192 Bacteria_16S 1566873 1566770 1 104 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

101192 Bacteria_16S 1583565 1583462 1 104 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
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101192 Bacteria_16S 1927644 1927541 1 104 gi|219878243|ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

101192 Bacteria_16S 2029696 2029593 1 104 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

101192 Bacteria_16S 2169775 2169672 1 104 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

101192 Bacteria_16S 2186449 2186346 1 104 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

101192 Bacteria_16S 2251652 2251549 1 104 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

101192 Bacteria_16S 2312546 2312443 1 104 gi|219857521|ref|NR_025109.1]| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

101192 Bacteria_16S 2398813 2398710 1 104 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

101192 Bacteria_16S 2417323 2417212 1 112 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

101192 Bacteria_16S 2418860 2418757 1 104 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

101192 Bacteria_16S 2420415 2420312 1 104 gi| 219857446 |ref|NR_025034.1| Leuconostoc kimchii 
strain IH25 16S ribosomal RNA, partial sequence 2419471 2420975 Leuconostoc kimchii Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

101192 Bacteria_16S 2449120 2449017 1 104 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 
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101192 Bacteria_16S 2883988 2883885 1 104 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

101192 Bacteria_16S 2908159 2908056 1 104 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

101192 Bacteria_16S 2909705 2909602 1 104 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

101192 Bacteria_16S 2911249 2911146 1 104 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

101192 Bacteria_16S 2912791 2912688 1 104 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

101192 Bacteria_16S 2915878 2915775 1 104 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

101192 Bacteria_16S 2917420 2917317 1 104 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

101192 Bacteria_16S 3018873 3018770 1 104 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

101192 Bacteria_16S 3142554 31424511 104 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

101192 Bacteria_16S 3172987 3172884 1 104 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 
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101192 Bacteria_16S 31310 31224 1 87 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

101192 Bacteria_16S 105411 105305 1 107 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
101192 Bacteria_16S 411494 411380 1 115 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

101192 Bacteria_16S 413094 412980 1 115 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

101192 Bacteria_16S 629774 629664 1 111 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

101192 Bacteria_16S 651208 651122 1 87 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

101192 Bacteria_16S 661609 661523 1 87 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

101192 Bacteria_16S 743440 743330 1 11? gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

101192 Bacteria_16S TIZS9S. -TI2913) 1 87 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

101192 Bacteria_16S 808391 808277 1 115 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

101192 Bacteria_16S 850810 850724 1 87 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

101192 Bacteria_16S 905507 905401 1 107 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

101192 Bacteria_16S 996668 996582 1 87 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

101192 Bacteria_16S 1123929 1123815 1 115 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

101192 Bacteria_16S 1220559 1220473 1 87 gi|219878362|ref|NR_025501.1| Allofustis seminis 
strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 
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Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
101192 Bacteria_16S 
sulfidifaciens st 
sulfidifaciens Ba 
101192 Bacteria_16S 
sanguinicola stra 
sanguinicola Bact 
101192 Bacteria_16S 


strain TMW 1.666 
Bacteria; 


Bacteria; 


pantheris strain 


pantheris Bacteri 
101192 Bacteria_16S 
sulfidophilum str 


sulfidophilum Bac 


101192 Bacteria_16S 


strain CCUG 43179 
Bacteria; 


meridiei strain S 
Bacteria; 


strain ATCC 43198 
Firmicutes; 


strain DSM 3670 1 
Firmicutes; Bacil 


101192 Bacteria_16S 
tabacinasalis str 


tabacinasalis Bac 


101192 Bacteria_16S 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


101192 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


101192 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


101192 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


101192 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


101192 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


101192 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


101192 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


101192 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


101192 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


101192 Bacteria_16S 


Firmicu 
101192 Bacteria_16S 
anilini strain An 
Proteob 
101192 Bacteria_16S 
paucivorans strai 
paucivorans Bacte 
101192 Bacteria_16S 


Firmicu 
101192 Bacteria_16S 


Firmicu 
101192 Bacteria_16S 


Lacto 
101192 Bacteria_16S 


1851722 1851612 1 111 
ribosomal RNA, partial sequence 


gi 


1854660 1854574 1 87 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; 
1909254 1909168 1 87 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1944386 1944272 1 115 gi 
16S ribosomal RNA, complete sequence 

tes; Lactobacillales; Lactobacillaceae 
1979292 1979186 1 107 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2040311 2040225 1 87 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2197062 2196948 1 115 gi 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; Lactob 
2339634 2339548 1 87 gi 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2465753 2465639 1 115 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae; 
2548333 2548247 1 87 gi 

10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2591333 2591247 1 87 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
3000817 3000731 1 87 gi 


’ 


ac 


ac 


di 


oc 


lales; Bacillaceae; Geobacillus. 

3047847 3047761 1 87 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3084107 3084001 1 107 gi 
ain L-64 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
r. 


qu 


3090082 3089996 1 87 gi 
ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3100549 3100463 1 87 gi 
mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3121578 3121492 1 

n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123125 3123039 1 87 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3140995 3140909 1 87 gi 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; Gemel 
3154713 3154627 1 87 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3174496 31743901 107 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3180527 3180441 1 87 gi 
8 16S ribosomal RNA, partial sequence 

bacillales; Aerococcaceae; Facklamia. 

3305009 3304895 1 115 gi 


ia 
rn 


87 gi 
11 
en 
ur 
la 
en 


oc 


Ss; 


bacillales; Lactobacillaceae; Lactobacil 


219878301 
1850849 18521 
Rh 
219878298 
bons 
Lactobacillales; Aer 
219878257 
al 
oc 
219878232 


219878209 


219878168 
eq 
co 

219857601 
se 


219857502 
qu 


219857406 
219857345 


219857274 
cus. 
219846923 
6S ribosomal RNA, partial sequence 2999867 30013 
219846890 
se 
ro 
219846866 
na 
219846862 
219846855 
3099595 3101003 Fackl 


219846841 
eq 


219846840 
219846828 
3140051 3141558 Gemel 
219846819 
219846805 


219846801 


219846718 
6S ribosomal RNA, partial sequence 3304055 33055 


odospiri 


al seque 
ococcace 


sequenc 
occaceae 


19433 
Lactobac 


19783 
terales; 


uence 
ccaceae; 


quence 
illaceae 


ence 


ales; He 


24647 
Lactobac 


25473 
caceae; 


25903 
s 


quence 
coccacea 


ence 
erobacte 


1 sequen 
obacteri 


uence 


aceae; A 


ce 31221 
inibacil 


ce 31537 
caceae; 


31735 
Thermoa 


31795 


lus. 


3306549 3306435 1 115 gi 


219846717 


79 2591887 Entero 


ref|NR_026515.1 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref|NR_026458.1 
3083185 308466 
rales; Thermoana 


ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026447.1 
amia ignava Bact 
ref |NR_026433.1 
120644 312214 
neurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026420.1 
la bergeri Bacte 


Ww 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026393.1 
83 3181087 Fackla 


ref |NR_026310.1 
44 Lactobacillus 


ref|NR_025440.1| Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
llaceae; Roseospira. 
ref |NR_025437.1| Globicatella 
nce 1853726 1855215 Globicatella 
ae; Globicatella. 
ref|NR_025396.1] Aerococcus 
e 1908318 1909816 Aerococcus 
; Aerococcus. 
ref|NR_025371.1| Lactobacillus frumenti 
98 1944958 Lactobacillus frumenti 
illus. 
ref|NR_025348.1| Desulfobacterium 
26 1979852 Desulfobacterium anilini 
Desulfobacteraceae; Desulfobacterium. 
ref |NR_025307.1| Dolosicoccus 
2039358 2040867 Dolosicoccus 
Dolosicoccus. 
ref|NR_025189.1| Lactobacillus 
2196082 2197640 Lactobacillus 
; Lactobacillus. 
ref|NR_025090.1| Heliobacterium 
2338702 2340214 Heliobacterium 
liobacteriaceae; Heliobacterium. 
ref|NR_024994.1| Lactobacillus mucosae 
63 2466330 Lactobacillus mucosae 
illus. 
ref |NR_024933.1| Desulfosporosinus 
74 2548878 Desulfosporosinus meridiei 
Desulfosporosinus. 
ref|NR_024905.1] Enterococcus cecorum 


coccus cecorum Bacteria; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Facklamia 
3 Facklamia 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Granulicatella 
3 Granulicatella 
tella. 
Facklamia ignava ATCC 
eria; Firmicutes; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Gemella bergeri strain 
ria; Firmicutes; 


Desulfosporosinus 
osporosinus orientis 
s. 

Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Facklamia hominis 
mia hominis Bacteria; 


v 


Lactobacillus panis 
panis Bacteria; 


ref|NR_026309.1 


Lactobacillus oris 


strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 


Firmicutes; Lacto 


bacillales; Lactobacillaceae; Lactobacil 


lus. 


101192 Bacteria_16S 3655296 3655186 1 111 gi|219846468|ref|NR_026060.1]| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

101192 Bacteria_16S 3685762 3685676 1 87 gi|219846447|ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
101192 Bacteria_16S 3764964 3764850 1 115 gi| 219846388 |ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
101192 Bacteria_16S 3776976 3776870 1 107 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 

101192 Bacteria_16S 3881703 3881597 1 107 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

101192 Bacteria_16S 3932337 39322511 87 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

101192 Bacteria_16S 4078599 4078493 1 107 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

101192 Bacteria_16S 94636 94551 1 86 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

101192 Bacteria_16S 776153 776040 1 114 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

101192 Bacteria_16S 869253 869168 1 86 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

101192 Bacteria_16S 1565340 1565255 1 86 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

101192 Bacteria_16S 1568408 1568323 1 86 gi| 219846057 |ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

101192 Bacteria_16S 2664484 2664371 1 114 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

101192 Bacteria_16S 3064604 3064491 1 114 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

101192 Bacteria_16S 3091518 3091433 1 86 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

101192 Bacteria_16S 3666098 3666013 1 86 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 

101192 Bacteria_16S 3969240 3969127 1 114 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
101192 Bacteria_16S 4117819 4117706 1 114 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

101192 Bacteria_16S 14412 14312 1 101 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

101192 Bacteria_16S 754635 754551 1 85 gi| 265678543 |ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
101192 Bacteria_16S 1304979 1304895 1 85 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

101192 Bacteria_16S 1404973 1404865 1 109 gi|219857153|ref|NR_024781.1| Haliangium tepidum 


strain SMP-10 16S 


ribosomal RNA, partial sequence 


1404010 1405517 Haliangium tepidum Bacteria; 


Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 


101192 Bacteria_16S 
fructosus strain 
fructosus Bacteria; 
101192 Bacteria_16S 
sibiricus strain 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 
Sandaracinobacter. 
101192 Bacteria_16S 
islandicus strain 


2250127 2250043 1 85 gi 


3288092 3288008 1 85 gi 
Rlha3 16S ribosomal RNA, partial sequen 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; The 


101192 Bacteria_16S 


3521332 35212201 113 gi 


acidigallici strain DSM 2377 16S ribosomal RNA, partial s 


acidigallici Bacteria; 


Pelobacter. 


101192 Bacteria_16S 
strain LK6 16S ri 
Proteobacteria; 
101192 Bacteria_16S 
thermodepolymeran 
thermodepolymeran 
Schlegelella. 
101192 Bacteria_16S 
strain L532 16S r 
Lacto 
101192 Bacteria_16S 
strain 12B4 16S r 
Clost 
101192 Bacteria_16S 
amylolyticus stra 
amylolyticus Bact 
101192 Bacteria_16S 
strain AS2 16S ri 
Lacto 
101192 Bacteria_16S 
strain 58/1971 16 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


101192 Bacteria_16S 
kalixensis strain 
kalixensis Bacter 
101192 Bacteria_16S 
phoeniculicola st 
phoeniculicola Ba 
101192 Bacteria_16S 
parakefiri strain 
parakefiri Bacter 
101192 Bacteria_16S 
halichoeri strain 
halichoeri Bacter 
101192 Bacteria_16S 
strain Tf 16S rib 


Firmicutes; 


101192 Bacteria_16S 
devriesei strain 
devriesei Bacteri 
101192 Bacteria_16S 
strain IDA1967 16 


Firmicutes; 


101192 Bacteria_16S 
strain CIP 105566 
Proteobacteria; 
101192 Bacteria_16S 
versmoldensis str 
versmoldensis Bac 
101192 Bacteria_16S 
strain BCH 16S ri 
Proteobacteria; 
101192 Bacteria_16S 
psychrophilum str 
psychrophilum Bac 
101192 Bacteria_16S 
strain M11 16S ribosomal RNA, partial sequence 


G 


G 


Proteobacteria; Deltaproteobacteri 


3652241 3652138 1 104 
bosomal RNA, complete sequence 


gi 


219857566 
DSM 20349 16S ribosomal RNA, partial seq 


Firmicutes; Lactobacillales; Fructobacillus. 
3197519 3197403 1 117 gi|219846790|ref 
RB16-17 16S ribosomal RNA, partial sequence 3 


219846729 
ce 3287191 3288591 Thermo 


219846562 


219846470 
3651286 36527 
Gammaproteobacteria; Methylococcales; Met 


ref 
uence 


ref 
rmodesulfovi 
ref 
equence 
a; Desulfuro 


ref 


hylococcacea 


rain JLB-1 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; Ent 
476087 475984 1 104 gi 
GCL 1731 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lactoba 
497555 497452 1 104 gi 


532624 532521 1 104 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
546399 546296 1 104 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; E 
551071 550968 1 104 gi 
ain KU-3 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Lactobacillales; Lact 
597790 597687 1 104 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chroma 
609949 609846 1 104 gi 
ain CMS 530r 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planococc 


gi 


628295 628192 1 104 gi 


265678734 


265678720 


265678697 
531745 53318 


265678688 
545475 546925 Entero 


265678685 
265678654 
596871 59824 
265678645 


265678633 
627341 628842 Morganella morganii Bacteria; 


4189997 4189893 1 105 gi| 219846083 |ref|NR_025673.1 
s strain K14 16S ribosomal RNA, partial sequence 4189049 419056 
s Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 

17453 17350 1 104 gi|265679052|ref|NR_029360.1 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

22063 21960 1 104 gi| 265679049 |ref|NR_029357.1 
ibosomal RNA, partial sequence Z1 157 22626 Propionispira 
ridia; Clostridiales; Veillonellaceae; Propionispira. 

29736 29633 1 104 gi|265679044|ref|NR_029352.1 
in LA 5 16S ribosomal RNA, partial sequence 28769 30312 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 

52460 52357 il 104 gi|265679029|ref|NR_029337.1 
bosomal RNA, partial sequence 51487 53037 Enterococcus 
bacillales; Enterococcaceae; Enterococcus. 

80954 80851 1 104 gi|265679010|ref|NR_029318.1 
S ribosomal RNA, partial sequence 80045 81448 
lales; Listeriaceae; Listeria. 

414698 414595 1 104 gi| 265678778 |ref|NR_029083.1 

Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 

474550 474447 1 104 gi| 265678735 |ref|NR_029040.1 


quence 
erococcaceae 
ref 
uence 
cillaceae; L 
ref 


M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus 
511353 511250 1 104 gi|265678711|ref|NR_029016.1 
osomal RNA, partial sequence 510382 511906 
lales; Bacillaceae; Geobacillus. 
512899 512796 1 104 gi|265678710|ref|NR_029015.1 
CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


ref 


ref 


nterobacteri 
ref 
ence 
obacillaceae 
ref 


Thi 
ref 


tiaceae; 


sequence 


2249193 225066 


196654 319807 
Sphingomonadales; 


3520389 352188 


76 Methylocaldum 


473588 475066 


475117 476512 


550095 551652 


609006 610485 
aceae; Planomicrobium. 


NR_025154.1 


NR_026382.1 
Sphing 
NR_026321.1 


brio. 
NR_026154.1 


monadales; P 
NR_026062.1 


e; Methyloca 


; Enterococc 
NR_029039.1 


actobacillus 
NR_029025.1 


NR_029002.1 


NR_028993.1 


aceae; Enter 
NR_028990.1 


; Lactobacil 
NR_028959.1 


obaca. 
NR_028950.1 


ref 


Fructobacillus 
7 Fructobacillus 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Lactobacillus perolens 
perolens Bacteria; 


Propionispira arboris 
arboris Bacteria; 


Lactobacillus 
Lactobacillus 

us. 

Enterococcus asini 


asini Bacteria; 


Listeria innocua 


Listeria innocua Bacteria; 


Lactobacillus 
Lactobacillus 


n 


Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 


Streptococcus 
Streptococcus 


Geobacillus debilis 


Geobacillus debilis Bacteria; 


Streptococcus 
Streptococcus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 
Lactobacillus 
Lactobacillus 
lus. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Planomicrobium 
Planomicrobium 


NR_028938.1 


Morganella morganii 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 


101192 Bacteria_16S 
strain DSM 30039 
Proteobacteria; 

101192 Bacteria_16S 
warmboldiae strain NSW 326 
warmboldiae Bacteria; 
Buttiauxella. 
101192 Bacteria_16S 
strain ThSch 12 1 
Proteobacteria; 


101192 Bacteria_16S 717396 717293 1 104 gi|265678570|ref|NR_028875.1 
strain B43 16S ribosomal RNA, partial sequence 716437 71796 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
101192 Bacteria_16S 734243 734144 1 100 gi| 265678559 |ref|NR_028863.1 
halophila strain 4270 16S ribosomal RNA, partial sequence 733319 734742 Thioha 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioh 
101192 Bacteria_16S 802256 802153 1 104 gi|265678511|ref|NR_028814.1 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Famil 
Thermaerobacter. 

101192 Bacteria_16S 818975 818872 1 104 gi|265678500|ref|NR_028803.1 
strain 12993 16S ribosomal RNA, partial sequence 818049 81950 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyv 
101192 Bacteria_16S 820480 820377 1 104 gi| 265678499 |ref|NR_028802.1 
strain 256 16S ribosomal RNA, partial sequence 819558 82101 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyv 
101192 Bacteria_16S 832854 832751 1 104 gi| 265678491 |ref|NR_028794.1 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Entero 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

101192 Bacteria_16S 897831 897728 1 104 gi| 265678446 |ref|NR_028748.1 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

101192 Bacteria_16S 916412 916309 1 104 gi|265678434|ref|NR_028736.1 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Strept 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptoco 
101192 Bacteria_16S 962850 962747 1 104 gi| 265678403 |ref|NR_028705.1 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
101192 Bacteria_16S 987293 987190 1 104 gi| 265678386 |ref|NR_028688.1 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 986336 987865 Citrob 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
101192 Bacteria_16S 988873 988770 1 104 gi| 265678385 |ref|NR_028687.1 
strain 167 16S ribosomal RNA, partial sequence 987916 98944 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citro 
101192 Bacteria_16S 1020951 1020848 1 104 gi|265678364|ref|NR_028666.1 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

101192 Bacteria_16S 1024075 1023972 1 104 gi|265678362|ref|NR_028664.1 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

101192 Bacteria_16S 1082950 1082847 1 104 gi|265678321|ref|NR_028623.1 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

101192 Bacteria_16S 1092145 1092042 1 104 gi|265678315|ref|NR_028617.1 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

101192 Bacteria_16S 1117815 1117712 1 104 gi| 265678297 |ref|NR_028598.1 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

101192 Bacteria_16S 1119262 1119159 1 104 gi|228716249|ref|NR_027549.1 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 11198 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
101192 Bacteria_16S 1185836 1185733 1 104 gi|228716090|ref|NR_027546.1 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
101192 Bacteria_16S 1187347 1187244 1 104 gi|228716058|ref|NR_027545.1 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
101192 Bacteria_16S 1188858 1188755 1 104 gi|228716012|ref|NR_027544.1 
ATCC 33641 16S ribosomal RNA, partial sequence 1 


690402 690299 1 104 


gi 
Gammaproteobacteria; Enterobacteriales; 
691954 691851 1 104 gi 
16S ribosomal RNA, partial 

Proteobacteria; Gammaproteobacter 


703909 703806 1 104 


gi 


Gammaproteobacteria; Chromatiales; Chro 


265678589 


16S ribosomal RNA, partial sequence 689459 69096 


Enterobac 
265678588 
sequence 
ia; 


265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 


ref 


teri 
ref 


Enterobact 


ref 


691014 692520 


NR_028894.1 


aceae; Citro 
NR_028893.1 
eriales; Ent 


NR_028885.1 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 

erobacteriaceae; 


Lamprocystis purpurea 


5 Lamprocystis purpurea Bacteria; 
Lamprocystis. 


Enterobacter pyrinus 


8 Enterobacter pyrinus Bacteria; 


obacter. 
Thiohalocapsa 

locapsa halophila 

alocapsa. 
Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 
Enterococcus 
coccus moraviensis 


Enterococcus avium 


avium Bacteria; 


Streptococcus 
ococcus intermedius 
ccus anginosus group. 

Enterococcus 

Enterococcus 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus mitis 
mitis Bacteria; 


Lactobacillus 
equi Bacteria; 


equi 
Lactobacillus algidus 
algidus Bacteria; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


187922 1189382 Yersinia frederiksenii ATCC 33641 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


101192 Bacteria_16S 


ATcC 43970 16S ri 
Bacteria; Proteob 


101192 Bacteria_16S 


dysgalactiae subs 


Streptococcaceae; 


101192 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


101192 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


101192 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


101192 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


101192 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


101192 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


101192 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


101192 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


101192 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


101192 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


101192 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


101192 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


101192 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


101192 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


101192 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


101192 Bacteria_16S 


limnaeus strain A 
Bacteria; Proteob 


101192 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


101192 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


101192 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


101192 Bacteria_16S 


1190369 1190266 1 104 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1323348 13232451 104 gi 
p- dysgalactiae strain ATCC 43078 16S 


gi 


Streptococcus. 

1420062 1419959 1 104 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1477947 1477844 1 104 


gi 


gi 


bacillales; Lactobacillaceae; Lactobac 
1526231 1526128 1 104 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1588236 1588133 1 104 gi 


bacillales; Enterococcaceae; Enterococ 
1635493 1635390 1 104 gi 
n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1636955 1636852 1 104 gi 
omal RNA, partial sequence 
laceae; Bacillus. 

1638446 1638343 1 
omal RNA, partial sequence 
laceae; Bacillus. 

1661372 1661269 1 104 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1667506 1667403 1 104 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1672111 1672008 1 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1685689 1685586 1 104 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1690238 1690135 1 104 


104 gi 


gi 


in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1745322 1745219 1 104 gi 


16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1808926 1808823 1 104 gi 
n CMS 260r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1837909 1837806 1 104 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1839472 1839369 1 104 gi 


bacillales; Lactobacillaceae; Lactobac 
1904946 1904847 1 100 gi 
26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
1941244 19411411 104 gi 
lales; Bacillaceae; Bacillus. 

1945953 19458501 104 gi 
lales; Bacillaceae; Bacillus. 

1974595 1974492 1 104 
ibosomal RNA, partial sequence 
lales; Planococcaceae; 
1988686 1988583 1 


gi 


Marinibacillus. 
104 gi 


ammaproteobacteria; Enterobacteriales; 


228715942 


1189433 11908 


cteriales; 
228715345 
ribosomal 


224581445 


1419106 14206 


219878440 


6S ribosomal RNA, partial sequence 1476987 14785 


illus. 
219857499 
15252 
; Lactobac 
219878486 


16S ribosomal RNA, partial sequence 1587284 15887 


cus. 
219878453 
ce 16345 
coccus. 

219878452 


1636012 1637452 Bacil 


219878451 


1637503 1638932 Bacil 


219878434 
sequence 
ccaceae; P 
219878430 
16665 
Enterobac 
219878427 


1671187 16725 


Enterobac 
219878418 


1684753 16861 


219878414 
nce 16892 
coccus. 
219878377 
17443 
occus. 
219878330 
sequence 
aceae; Pla 
219878310 
sequence 
tobacillac 
219878309 


6S ribosomal RNA, partial sequence 1838512 18400 


illus. 

219878260 
19040 
ales; Chro 
219878234 


16S ribosomal RNA, partial sequence 1940300 19418 


219878231 


16S ribosomal RNA, partial sequence 1945009 19464 


219878212 


1973642 19751 


219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 


1990234 1990131 1 104 gi 


219878202 


ref |NR_027543.1 


erobacteriac 
NR_027517.1 
partial seq 


Ent 
ref 
RNA, 


ref|NR_027227.1 


ref|NR_025579.1 
22 Lactobacillus 


ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025625.1 
92 Enterococcus 


ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025573.1 

1660434 166191 
aenisporosarcina 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025557.1 


ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025516.1 
69 1745812 Strept 


ref |NR_025469.1 
1807983 180946 

nococcus. 

ref |NR_025449.1 
1836949 183846 

eae; Lactobacill 

ref |NR_025448.1 

21 Lactobacillus 


ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025373.1 


ref|NR_025370.1 


ref|NR_025351.1 


ref|NR_025342.1 


teriaceae; Tatum 


Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Lactobacillus spicheri 
spicheri Bacteria; 


Lactobacillus jensenii 
acillus jensenii 


Enterococcus italicus 


italicus Bacteria; 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Sporosarcina 
6 Paenisporosarcina 

Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Streptococcus ratti 
ococcus ratti Bacteria; 


Planococcus 
1 Planococcus 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 


ref|NR_025341.1 


Serratia 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 


proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serratia. 
101192 Bacteria_16S 


101192 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; G 
101192 Bacteria_16S 
strain DSM 4594 1 
Proteobacteria; G 
101192 Bacteria_16S 
DSM 5563 16S ribo 
Gammaproteobacteria; 
101192 Bacteria_16S 
proteus strain 42 
Bacteria; Proteob 
101192 Bacteria_16S 
strain $3/2-161 1 
Proteobacteria; G 
101192 Bacteria_16S 
strain $1/1-984 1 
Proteobacteria; G 
101192 Bacteria_16S 
ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 
101192 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; G 
101192 Bacteria_16S 
roseopersicina st 
roseopersicina Ba 
101192 Bacteria_16S 
johnsonii strain 
johnsonii Bacteria; 
101192 Bacteria_16S 
strain TF-9 16S r 
Firmicutes; Bacil 
101192 Bacteria_16S 
DSM 4568 16S ribo 
Gammaproteobacteria; 
101192 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; G 
101192 Bacteria_16S 
ATCC 43380 16S ri 
Proteobacteria; G 
101192 Bacteria_16S 
NCTC 5923 16S rib 
Proteobacteria; G 
101192 Bacteria_16S 
strain ATCC 33638 
Bacteria; Proteob 
101192 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 
Yersinia. 

101192 Bacteria_16S 
strain ATCC 29178 
Firmicutes; Lacto 
101192 Bacteria_16S 
strain SPS-1037 1 
Proteobacteria; B 
101192 Bacteria_16S 
koreense strain J 
Bacteria; Firmicutes; 
101192 Bacteria_16S 

strain ATCC 33531 
Bacteria; Proteob 
101192 Bacteria_16S 


ria; 


Proteobacteria; 


cteria; 


1991782 1991679 1 


1993325 1993222 1 


1996408 1996305 1 


1999492 1999389 1 


2001026 2000923 1 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


2005639 2005536 1 
2007185 2007082 1 


2008729 2008626 1 


n DSM 9390 16S ribosomal RNA, partial 
Gammaproteobacter 


2010288 2010185 1 


2061967 2061864 1 


rain DSM 229 16S ribosomal RNA, partia 
Gammaproteobac 


Proteobacteria; 
2083433 2083330 1 


ATCC 33200 16S ribosomal RNA, partial 
Firmicutes; 


Lactobacillal 
2115286 2115183 1 


ibosomal RNA, partial sequence 
lales; 


Planococcaceae; Plano 


2121363 2121260 1 


Enter 
2147004 2146901 1 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


2239470 2239367 1 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2240981 2240878 1 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2242492 2242389 1 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


2244003 2243900 1 


s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; 


Proteobacteria; 


2259308 2259205 1 


16S ribosomal RNA, partial sequence 
bacillales; 


Streptococcaceae 
2411073 2410970 1 


2444534 24444311 


G07 16S ribosomal RNA, partial sequenc 
Bacillales; 


Planococcac 
2462686 2462583 1 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


2506421 2506319 1 


Enterobacteriac 


104 gi 
E 
104 gi 
E 


104 gi 


6S ribosomal RNA, partial sequence 1995493 19 
ammaproteobacteria; Enterobacteriales; 


E 
104 gi 
ea 
104 gi 
ct 


104 gi 


6S ribosomal RNA, partial sequence 2004699 20 
ammaproteobacteria; Enterobacteriales; 


E 


104 gi 


6S ribosomal RNA, partial sequence 2006247 20 
ammaproteobacteria; Enterobacteriales; 


E 
104 gi 
se 
ia 


104 gi 


6S ribosomal RNA, partial sequence 2009346 20 
ammaproteobacteria; Enterobacteriales; 


E 
104 gi 
1 
te 
104 gi 
se 


Lactobac 


gi 


es; 
104 


coccus. 
104 gi 
obacteriac 
104 gi 


ea 


se 
104 gi 
E 


104 gi 


219878201 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 19923 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


969 
ntero 


e; Pr 


20 
erial 


000 


es; 


219878192 


061 
ntero 


077 
ntero 


quenc 
Ent 


e 


v 


219878189 


108 


nterobac 


219878149 
nce 
Chr 
219878134 


seque 
ria; 


quence 


219857654 
somal RNA, partial sequence 2120505 2121907 Cedec 
Enterobacteriales; 


e; Cedec 


219857637 
2146078 21475 
udomonad 
219857573 
2238534 22399 


nterobac 


219857572 


2240045 22415 


E 
104 gi 
ct 
104 gi 
Pp 
Gammaproteob 


104 gi 


; Streptoc 
104 gi 


oc 


nterobac 


219857571 


22415 
eriales; 


219857570 


artial s 
acteria; 


219857560 


22583 
cus. 


219857453 
6S ribosomal RNA, partial sequence 2410156 24116 
etaproteobacteria; Burkholderiales; Te 


pidimonas. 

104 gi| 219857423 
e 24435 

eae; Planomicrobium. 
104 gi|219857408 
24617 

cteriales; 

104 gi| 219857373 


nterobac 
219878200 
6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; Enterobac 


219878198 


bac 
219878196 
somal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriales; 


agi 
agi 
219878195 


bac 
219878191 


bac 
219878190 


ero. 


illaceae 
219857658 
2114343 21158 


ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref|NR_025339.1| Serratia fonticola 

76 Serratia fonticola Bacteria; 
teriaceae; Serratia. 

ref|NR_025337.1| Rahnella aquatilis 

65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 

ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 

a. 
ref |NR_025334.1| Obesumbacterium 

96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 

ref |NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref|NR_025328.1| Buttiauxella brennerae 
50 Buttiauxella brennerae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025288.1| Lamprocystis 
2061023 2062415 Lamprocystis 
omatiales; Chromatiaceae; Lamprocystis. 
ref |NR_025273.1| Lactobacillus 

2082477 2083963 Lactobacillus 
; Lactobacillus. 
ref|NR_025247.1| Planococcus maritimus 
49 Planococcus maritimus Bacteria; 


Cedecea davisae strain 
ria; Proteobacteria; 


ref 
ead 
ea. 
ref|NR_025226.1| Pseudomonas jinjuensis 
31 Pseudomonas jinjuensis Bacteria; 
aceae; Pseudomonas. 

ref|NR_025161.1| Yersinia rohdei strain 
94 Yersinia rohdei Bacteria; 

teriaceae; Yersinia. 

ref|NR_025160.1| Yersinia pestis strain 
05 Yersinia pestis Bacteria; 

teriaceae; Yersinia. 

ref|NR_025159.1| Yersinia kristensenii 
56 2243016 Yersinia kristensenii 
Enterobacteriaceae; Yersinia. 
ref|NR_025158.1| Yersinia 

equence 2243067 2244527 Yersinia 
Enterobacteriales; Enterobacteriaceae; 


NR_025243.1 
avisae Bacte 


ref|NR_025148.1 
45 2259880 Strept 


Streptococcus iniae 
ococcus iniae Bacteria; 


ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


ref|NR_025011.1| Planomicrobium 
92 2445097 Planomicrobium koreense 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref|NR_024961.1 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Alkalispirillum mobile 


strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 


101192 Bacteria_16S 


strain ATCC 43186 
Firmicutes; 


selangorensis Bac 


101192 Bacteria_16S 
mcmeekinii strain 
Firmicu 
101192 Bacteria_16S 


Bacteria; 


strain CDC 0876-5 
Bacteria; 


sanguinis strain 


sanguinis Bacteri 
101192 Bacteria_16S 


floricola strain 
Bacteria; 


Bacillales; Bacillaceae; Bacillus. 

101192 Bacteria_16S 2705081 2704978 1 104 gi| 219857185 |ref|NR_024813.1 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 270562 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
101192 Bacteria_16S 2757514 27574111 104 gi| 219857148 |ref|NR_024776.1 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 275805 


nagasakiensis Bac 
Thermaerobacter. 


101192 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


101192 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


101192 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


101192 Bacteria_16S 


japonicum strain 
japonicum Bacteri 


101192 Bacteria_16S 


strain JCM1235 16 
Proteobacteria; 


strain JCM1237 16 
Proteobacteria; G 


101192 Bacteria_16S 


strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


101192 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


101192 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 


caldus strain KU 


Proteobacteria; G 


101192 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


101192 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
101192 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


101192 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; Clost 


101192 Bacteria_16S 


Lacto 
101192 Bacteria_16S 
selangorensis str 


Proteob 
101192 Bacteria_16S 


Proteob 
101192 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


G 
101192 Bacteria_16S 


2589754 2589651 1 104 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2617587 2617484 1 104 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2622139 2622036 1 104 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2635793 2635690 1 104 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2666046 2665943 1 104 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2695905 2695790 1 116 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2698996 2698893 1 104 gi 


ammaproteobacteria; Acidithiobacillale 
3009890 3009787 1 104 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3020396 3020293 1 104 gi 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3024982 3024879 1 104 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3203439 3203336 1 104 gi 
ibosomal RNA, partial sequence 
ridia; 


S; 
ue 


ba 


T 


qu 
oc 


Clostridiales; Veillonellaceae; S 


219857275 


cu 

219857254 
al 
Ct 

219857251 
en 
mi 
219857234 


ct 
219857213 
se 
oc 
219857191 
ne 
ri 
219857189 
2698052 2699555 Ba 


teria; Firmicutes; Clostridia; Clostridiales; Clostridiales Fami 
2873013 2872910 1 104 gi|219856876|ref|NR_024695.1 
6S ribosomal RNA, partial sequence 2872057 28735 
lales; Bacillaceae; Bacillus. 
2905084 2904981 1 104 gi|219856853|ref|NR_024672.1 
n 7p75a 16S ribosomal RNA, partial sequence 2904128 290561 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family 
2925055 2924952 1 104 gi|219856840|ref|NR_024659.1 
ribosomal RNA, partial sequence 2924131 2925469 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 
2932440 2932337 1 104 gi|219856835|ref|NR_024654.1 
ATCC 19191 16S ribosomal RNA, partial sequence 2931509 293296 
a; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseud 
2949150 2949047 1 104 gi|219856824|ref|NR_024643.1 
S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
2950638 2950535 1 104 gi|219856823|ref|NR_024642.1 
S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
2953637 2953534 1 104 gi|219856821|ref|NR_024640.1 
S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
2973306 2973203 1 104 gi| 219846941 |ref|NR_026533.1 
ain DSM 50332 16S ribosomal RNA, partial sequence 2972376 297388 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
2997713 2997602 1 112 gi|219846925|ref|NR_026517.1 


219846917 


219846910 


3019481 30209 


219846907 


219846786 
3202501 32039 


ref |NR_024906.1 
2588800 2590328 Entero 
s. 
ref |NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref |NR_024881.1 
00 2622680 Plano: 


sequenc 
obacilla 


ce 26212 
crobium. 


ref|NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024841.1 

2665089 266654 
; Streptococcus. 
ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024817.1 
lus asahii Bacte 


26348 
eriales; 


quence 
occaceae 


e 26 
llale 


950 
S; 


cil 


Acidithiobacillaceae; A 
ref|NR_026509.1 

3008942 301036 
e; Lactobacillu 


ref |NR_026502.1 


nce 
cillacea 


hermus. 
ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026378.1 


ence 
occaceae 


poromusa 


3217016 3216913 1 104 gi 


219846776 


n 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 

Planomicrobium 


microbium mcmeekinii 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Streptococcus 
8 Streptococcus 


Saccharibacter 
ribacter floricola 
Saccharibacter. 
Bacillus asahii strain 
ria; Firmicutes; 


, 


Lactobacillus 
7 Lactobacillus 
s. 
Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Streptococcus peroris 
peroris Bacteria; 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 


cidithiobacillus. 
Lactobacillus 
2 Lactobacillus 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Enterococcus 
9 Enterococcus 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


ref |NR_026368.1 


Streptococcus 


thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 


Bacteria; Firmicu 


tes; Lactobacillales; Streptococcaceae; 


Streptococcus. 


101192 Bacteria_16S 


ATCC19120 16S rib 


Bacillales; 


101192 Bacteria_16S 


strain ATCC 


Proteobacteria; 
101192 Bacteria_16S 


strain ATCC 


Proteobacteria; 
101192 Bacteria_16S 


Liste 


13313 


29903 


G 


G 


3245929 3245826 1 
osomal RNA, partial sequence 
riaceae; Listeria. 

3271390 3271287 1 104 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3272928 3272825 1 104 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3361337 3361234 1 104 gi 


104 gi 


halophilus strain DSM 20408 16S ribosomal RNA, partial 
halophilus Bacteria; Firmicutes; Bacillales; Bacillacea 


101192 Bacteria_16S 


3667591 3667488 1 104 gi 


strain ATCC 15712 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 


101192 Bacteria_16S 


strain HK 204 16S 


Proteobacteria; 
101192 Bacteria_16S 


strain EN 101 16S 


Proteobacteria; 
101192 Bacteria_16S 


wasabiae strain S 


Bacteria; 


Proteob 
101192 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


101192 Bacteria_16S 


sporothermodurans 
sporothermodurans 


101192 Bacteria_16S 


strain Wai33 16S 


Deinococcus-Thermus; 
101192 Bacteria_16S 


strain YT-1 


Deinococcus-Thermus; 
101192 Bacteria_16S 


16S r 


strain CLN-1 16S 
Proteobacteria; 


101192 Bacteria_16S 


B 


campisalis strain 


Bacteria; 


101192 Bacteria_16S 


Firmicu 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


101192 Bacteria_16S 


strain SL-4 
Firmicutes; 


101192 Bacteria_16S 


16S r 
Bacil 


strain Benl02 16S 


101192 Bacteria_16S 


kaplicensis 
kaplicensis 
Amaricoccus. 


101192 Bacteria_16S 


etaproteobacteria; Burkholderiales; Tepidimonas. 
4131531 4131428 1 104 gi|219846126|ref|NR_025716.1 
SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 

tes; Bacillales; Planococcaceae; Marinibacillus. 

89965 89859 1 107 gi|265679003|ref|NR_029311.1 
ain JSP 16S ribosomal RNA, partial sequence 89036 90489 
teria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermode 
erium. 

100812 100726 1 87 gi| 265678996 |ref|NR_029304.1 
ibosomal RNA, complete sequence 99832 101390 Halobacillus 
lales; Bacillaceae; Halobacillus. 

250717 250631 1 87 gi| 265678895 |ref|NR_029203.1 

ribosomal RNA, partial sequence 249819 25124 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 

253674 253588 1 87 gi| 265678893 |ref|NR_029201.1 
n Benl01 16S ribosomal RNA, partial sequence 252777 254201 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 

380695 380609 1 87 gi| 265678801 |ref|NR_029106.1 
» indicus strain NCC725 16S ribosomal RNA, partial sequence 


delbrueckii 


strai 
Bacte 


subsp 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


101192 Bacteria_16S 


multivorans 
Bacteria; 


strai 


Firmicu 
101192 Bacteria_16S 


salivarius strain 
salivarius Bacter 


101192 Bacteria_16S 


thermophila 
Bacteria; 


strai 


Proteob 
101192 Bacteria_16S 


G 


G 


3669096 3668993 1 104 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670603 3670500 1 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3672110 3672007 1 104 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673619 3673516 1 104 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


gi 


3723432 3723329 1 104 gi 
Bac 


gi 


Bacteria; Firmicutes; Bacillales; 
3877073 3876974 1 100 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3878593 3878490 1 104 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
4081728 4081625 1 104 gi 
ribosomal RNA, partial sequence 


strain M215 16S ribosomal RNA, partia 


indicus Bacteria; 


219846757 


3244997 32464 


219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846676 
sequence 

e; Marinoc 
219846459 
36666 
cteriales; 
219846458 


3668184 36696 


Enterobac 
219846457 


3669690 36711 


Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
pene 
teria; 
219846419 
1 
illaceae; 
219846311 


3876152 38776 


Thermus. 
219846310 


3877677 38791 


Thermus. 
219846165 


4080799 40822 


396004 395918 1 87 gi| 265678791 
n 28-1 16S ribosomal RNA, partial sequence 39505 
tes; Bacillales; Bacillaceae; Tenuibacillus. 
933413 933299 1 115 gi| 265678423 
HO 66 16S ribosomal RNA, complete sequence 
ia; Firmicutes; Lactobacillales; Lactobacillacea 
1030056 1029950 1 107 gi| 265678358 
n I78 16S ribosomal RNA, partial sequence 10291 
acteria; Gammaproteobacteria; Thiotrichales; Pis 
1056006 1055920 1 87 gi| 265678340 


ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 


al seque 
Ent 


sequence 


ref 


ref 


teri 
ref 


teri 
ref 


occu 
ref 


Ent 
ref 


teri 
ref 


teri 
ref 


Ent 
ref 
nce 
erob 
ref 
Baci 
ref 


ref 


ref 


Firmicutes; 


ref 


ref 


e; L 
ref 
Cirz 
ref 


47 3271933 Shige 


84 3273471 Shige 


3360383 33619 


79 3668133 Brenn 


96 3672653 Pecto 


3722493 37239 


0 396528 Tenuib 


932436 934005 


05 1030582 Thiomi 
ckettsiaceae 


NR_026349.1 


NR_026332.1 
1 
aceae; Shige 
NR_026331.1 
1 
aceae; Shige 
NR_026268.1 
0 
Ss. 
NR_026050.1 
e 
erobacteriac 
NR_026049.1 


aceae; Erwin 
NR_026048.1 


aceae; Brenn 
NR_026047.1 
b 
erobacteriac 
NR_026046.1 

367270 
acteriales; 


NR_026010.1 
8 


llus. 
NR_025901.1 


NR_025900.1 


NR_025755.1 


NR_029096.1 


NR_028725.1 


actobacillus 
NR_028660.1 


Lactobacillales; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Marinococcus 
2 Marinococcus 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Bacillus 
9 Bacillus 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Marinibacillus 
bacillus campisalis 


Thermodesulfobacterium 
Thermodesulfobacterium 


sulfobacteriaceae; 


Halobacillus litoralis 


litoralis Bacteria; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Tenuibacillus 
acillus multivorans 


Lactobacillus 

Lactobacillus 

Thiomicrospira 
crospira thermophila 
; Thiomicrospira. 


NR_028642.1 


a 
Paraliobacillus 


1055053 1056552 Paraliobacillus 


101192 Bacteria_16S 1441738 1441652 1 87 gi 
milosensis strain SH714 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobaci 
101192 Bacteria_16S 1509646 1509532 1 115 gi 
paracasei subsp. paracasei strain R094 16S ribosomal RN 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactob 
101192 Bacteria_16S 1652131 1652045 1 87 gi 


galactosidilyticus strain LMG 17892 16S ribosomal RNA, 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Ba 
101192 Bacteria_16S 1702671 1702585 1 87 gi 


karajensis strain MA-2 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobaci 
101192 Bacteria_16S 1824270 1824184 1 87 gi 
strain DSM 10404 16S ribosomal RNA, complete sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobaci 
101192 Bacteria_16S 1961119 1961033 1 87 gi 
strain m2661/98/1 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 
101192 Bacteria_16S 1967185 1967084 1 102 gi 
strain BM5 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 
101192 Bacteria_16S 2038751 2038665 1 87 gi 
strain LMG 12370 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
101192 Bacteria_16S 2119894 2119808 1 87 
strain HSL-3 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
101192 Bacteria_16S 2127475 2127372 1 104 gi 
microaerophila strain ALEN 1 16S ribosomal RNA, partial 
microaerophila Bacteria; Proteobacteria; Gammaproteobac 
Thioalkalispira. 

101192 Bacteria_16S 2338085 2337999 1 87 
strain BG29 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Heliobacteriacea 
101192 Bacteria_16S 2354778 2354676 1 103 gi 
limimaris strain DCB-M 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
101192 Bacteria_16S 2382140 2382054 1 87 gi 
strain YKJ-10 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
101192 Bacteria_16S 2450632 2450546 1 87 


gi 


gi 


gi 


Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyel 
101192 Bacteria_16S 2452183 2452097 1 87 gi 
peptonophila strain KCTC 9740 16S ribosomal RNA, partia 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoac 
101192 Bacteria_16S 2592907 2592821 1 87 gi 
strain ATCC 51266 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococ 
101192 Bacteria_16S 2673587 2673473 1 115 gi 
manihotivorans strain OND 32 16S ribosomal RNA, complet 
manihotivorans Bacteria; Firmicutes; Lactobacillales; L 
101192 Bacteria_16S 2869856 2869770 1 87 gi 
weihenstephanensis strain DSM11821 16S ribosomal RNA, p 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Ba 
101192 Bacteria_16S 2877760 2877674 1 87 gi 
halophilum strain DSM4771 16S ribosomal RNA, partial se 
halophilum Bacteria; Firmicutes; Bacillales; Bacillacea 
101192 Bacteria_16S 2880890 2880804 1 87 gi 
strain JCM9731 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
101192 Bacteria_16S 2964179 2964093 1 87 
strain STR Tl 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; 
101192 Bacteria_16S 3038689 3038603 1 87 
strain M-29c 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 
101192 Bacteria_16S 3070457 30703711 87 gi 
strain m1134/97/1 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 


gi 


Streptoc 
gi 


en 
11 


A, 
ac 


pa 
(on k 


ne 


11 


11 


Ss. 


ma 


s 
te 


e; 


nc 
ob 


la 


1 


t1 


cu 


e 
ac 


ar 
ci 


qu 
e; 


oc 


Ss. 


Ss. 


101192 Bacteria_16S 3156301 3156187 1 115 gi 


224581427 
219846290 
219878441 
219878406 
219878320 
219878221 
219878217 


1966261 19677 


219878169 
16S ribosomal RNA, partial sequence 2037802 20393 


219857655 
2118933 21204 


219857650 


219857503 
2337153 23386 


219857491 
219857472 
2381197 23827 


219857419 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 24511 


219857418 
219857273 
219857207 
219856878 
219856873 


219856871 
2879945 28814 


219856814 
2963222 29647 


219846897 
3037737 30392 


219846875 


ce 14407 
us. 


partial 
illales; 


rtial se 
llaceae; 


e 17017 


us. 


18233 
us. 


19601 


tiaceae; 


equence 
ria; Chr 


Helioba 


e 23538 
acterale 


sequence 
nomyceta 


25919 
s 


sequence 
tobacill 


tial seq 
llaceae; 


ence 
Salimic 


cus. 


30695 


Ss; 


219846818 


kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 


kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


ref 
88 1442278 Filob 


ref 
seq 
Lac 
ref 
quen 
Bac 
ref 
02 1703230 Halob 


ref 
01 1824836 Halob 


ref 
67 1961603 Vagoc 


ref 
04 Thiocapsa litoralis Bacteria; 
Thi 
ref 
07 Virgibacillus 


ref 
54 Halobacillus salinus Bacteria; 


ref 
omat 


ref 
51 Heliobacterium undosum Bacteria; 
cter 
ref 
08 2355330 Desul 


ref 
01 Bacillus jeotgali Bacteria; 


ref 
92 Laceyella putida Bacteria; 


ref 


ceae 
ref 
38 2593451 Enter 


ref 


acea 
ref 

uenc 
Bac 

ref 


robi 
ref 


48 Bacillus carboniphilus Bacteria; 


ref 
20 Streptococcus 


ref 
05 Vagococcus fluvialis Bacteria; 


ref 
11 3070973 Vagoc 


ref 


NR_027209.1 
a 


NR_025880.1 
uence 150868 
tobacillacea 
NR_025580.1 
ce 165119 
illus. 
NR_025545.1 
a 


NR_025459.1 
a 


NR_025360.1 
fe} 


NR_025356.1 


ocapsa. 
NR_025308.1 


NR_025244.1 


NR_025239.1 
126557 212798 
iales; Ectot 


2 


NR_025091.1 


ium. 
NR_025079.1 
£ 
Syntrophacea 


NR_025060.1 
NR_025007.1 


NR_025006.1 
2451243 245274 

; Seinonell 
NR_024904.1 
° 


NR_024835.1 
2672606 267416 
e; Lactobaci 
NR_024697.1 
e 286889 
illus; Bacil 
NR_024692.1 
2876799 287831 
um. 
NR_024690.1 


NR_024633.1 
NR_026489.1 


NR_026467.1 
fe} 


e: 


a. 


Filobacillus 
cillus milosensis 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Bacillus 
2 1652677 Bacillus 


Halobacillus 
cillus karajensis 


Halobacillus trueperi 
cillus trueperi 


Vagococcus fessus 
ccus fessus Bacteria; 


Thiocapsa litoralis 
Virgibacillus proomii 
proomii Bacteria; 
Halobacillus salinus 
Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 
Heliobacterium undosum 
Desulfomonile 
omonile limimaris 


Desulfomonile. 
Bacillus jeotgali 


’ 


Laceyella putida 


Seinonella 
3 Seinonella 


Enterococcus dispar 
coccus dispar Bacteria; 


Lactobacillus 
4 Lactobacillus 
llus. 
Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Salimicrobium 
5 Salimicrobium 


Bacillus carboniphilus 
Streptococcus canis 
canis Bacteria; 
Vagococcus fluvialis 


Vagococcus lutrae 
ccus lutrae Bacteria; 


NR_026410.1 
3155325 315690 
Peptococcac 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 


101192 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


101192 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


101192 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


101192 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


101192 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


101192 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


101192 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


101192 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


101192 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


101192 Bacteria_16S 


strain ATH 2.2.1 


Proteobacteria; B 


101192 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


101192 Bacteria_16S 


R-7190 16S riboso: 
Bacillales; Bacil 


101192 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


101192 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


101192 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


101192 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


101192 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


101192 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; 


3165397 3165283 1 115 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
3269822 3269716 1 107 gi 

ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3362904 3362818 1 87 gi 


gi 


lales; Bacillaceae; Salimicrobium. 
3542784 3542698 1 87 gi 
lales; Bacillaceae; Bacillus. 
3590043 3589937 1 107 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3609933 3609847 1 87 


gi 


Id 
gi 


lales; Planococcaceae; Planococcus. 
3611414 3611328 1 87 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3830101 3830015 1 87 

bosomal RNA, partial sequence 

ridia; Clostridiales; Heliobacteriacea 
3854191 3854085 1 107 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3897282 3897196 1 87 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
3930793 3930707 1 87 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3960237 3960151 1 87 gi 
osomal RNA, partial sequence 


gi 


219846812 


3164429 31659 


illus. 
219846741 


3268876 32703 


ptothrix. 
219846675 


16S ribosomal RNA, partial sequence 3361953 33634 


219846548 


6S ribosomal RNA, partial sequence 3541838 35433 


219846516 


3589120 35906 


eonella. 
219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


219846498 
36104 


219846342 


3829173 38306 


e; Helioba 
219846326 


3853246 38547 


ptothrix. 

219846297 
ce 38963 
Tetrageno 
219846274 
1 sequence 
caceae; Pl 
219846252 


3959295 39607 


osomal RNA, partial sequence 
Rhodobacterales; 


laceae; Bacillus. 

3961755 3961649 1 107 gi| 219846251 
16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Rubrivivax. 

4037903 4037797 1 107 gi| 219846198 
16S ribosomal RNA, partial sequence 40370 

etaproteobacteria; Burkholderiales; Thiomonas. 

4040925 4040839 1 87 gi|219846196 

mal RNA, partial sequence 4039998 4041459 Bacil 
laceae; Bacillus. 

4042383 4042297 1 87 gi|219846195 
ribosomal RNA, partial sequence 4041510 40429 

lales; Bacillaceae; Bacillus. 

4102732 4102646 1 87 gi|219846151 
ribosomal RNA, partial sequence 4101786 41031 

lales; Bacillaceae; Bacillus. 

4133105 4133019 1 87 gi|219846125 

S ribosomal RNA, partial sequence 4132144 41336 
lales; Bacillaceae; Halobacillus. 

4171668 4171582 1 87 gi|219846099 

S ribosomal RNA, partial sequence 4170715 41722 
bacillales; Enterococcaceae; Vagococcus. 

54064 53951 1 114 gi| 265679028 
strain CAMZ 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales 

233624 233539 1 86 gi| 265678907 

n 2.4.1 16S ribosomal RNA, partial sequence 

ria; Proteobacteria; Alphaproteobacteria; Rhodob 
344866 344781 1 86 gi| 265678828 

ribosomal RNA, partial sequence 343905 34542 

bacillales; Lactobacillaceae; Lactobacillus. 

350806 350721 1 86 gi| 265678824 

somal RNA, partial sequence 349928 351312 Parac 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccu 

365600 365515 1 86 gi| 265678811 


Lactobacillus kunkeei 
kunkeei Bacteria; 


ref|NR_026404.1 
45 Lactobacillus 


ref |NR_026333.1| Leptothrix mobilis 
96 Leptothrix mobilis Bacteria; 


ref |NR_026267.1 
41 Salimicrobium 


Salimicrobium album 
album Bacteria; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


ref|NR_026108.1| Ideonella dechloratans 
19 Ideonella dechloratans Bacteria; 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


ref|NR_026090.1 
51 3611882 Planoc 


ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 
cterium. 

ref|NR_025916.1| Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


ref|NR_025887.1| Tetragenococcus 
31 3897842 Tetragenococcus muriaticus 
coccus. 
ref|NR_025864.1| Planomicrobium 

3929851 3931322 Planomicrobium 
anomicrobium. 
ref|NR_025842.1| Bacillus firmus strain 


77 Bacillus firmus Bacteria; Firmicutes; 


ref|NR_025841.1| Rubrivivax gelatinosus 
78 Rubrivivax gelatinosus Bacteria; 


Thiomonas intermedia 
nas intermedia Bacteria; 


ref|NR_025788.1 
01 4038390 Thiomo 


Bacillus fordii strain 
ria; Firmicutes; 


ref 
lus 


NR_025786.1 
fordii Bacte 


ref|NR_025785.1| Bacillus farraginis 
25 Bacillus farraginis Bacteria; 


ref|NR_025741.1| Bacillus patagoniensis 
87 Bacillus patagoniensis Bacteria; 


Halobacillus locisalis 
locisalis Bacteria; 


ref|NR_025715.1 
65 Halobacillus 


ref|NR_025689.1| Vagococcus carniphilus 
27 Vagococcus carniphilus Bacteria; 


ref |NR_029336.1| Desulfotomaculum 

53088 54587 Desulfotomaculum 
; Peptococcaceae; Desulfotomaculum. 
ref|NR_029215.1] Rhodobacter 

232719 234184 Rhodobacter 
acterales; Rhodobacteraceae; 
ref|NR_029133.1| Lactobacillus pentosus 


3 Lactobacillus pentosus Bacteria; 


ref|NR_029129.1| Paracoccus kocurii 
occus kocurii Bacteria; Proteobacteria; 
s. 

ref|NR_029116.1| Salipiger mucosus 


364736 366099 Salipiger mucosus Bacteria; 
Rhodobacteraceae; 


Salipiger. 


101192 Bacteria_16S 


483620 483535 1 86 gi 


acidaminovorans strain sr15 16S ribosomal RNA, partial 


acidaminovorans Bacteria; 
101192 Bacteria_16S 
coryniformis subs 


Synergistetes; 
508395 508310 1 


Synergistia; 
86 gi 


Lactobacillus. 


543331 543218 1 114 


gi 
Deferribacterales; Deferribacteraceae; 
930276 930191 1 86 gi 
ribosomal RNA, partial sequence 
1033142 1033057 1 


86 gi 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial 


satsumensis Bacteria; 


Firmicutes; Lactobacillales; 


s 


p. torquens strain 30 16S ribosomal RNA, 
Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 
Lactobacillaceae; 
101192 Bacteria_16S 
strain JR 16S ribosomal RNA, partial sequence 
Deferribacteres; 
101192 Bacteria_16S 
strain DSS-3 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
101192 Bacteria_16S 


Lact 


101192 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


101192 Bacteria_16S 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
101192 Bacteria_16S 


DSM 


101192 Bacteria_16S 


LMG 


101192 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


101192 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


101192 Bacteria_16S 


xylanilyticus str 


xylanilyticus Bacteria; 
101192 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 


Albidovulum. 


101192 Bacteria_16S 


marinus strain sr 
Synergi 


Bacteria; 


101192 Bacteria_16S 


strain Z-2189 16S 


Firmicutes; 


Clostridia; 


101192 Bacteria_16S 


strain SCH-89 16S 


101192 Bacteria_16S 


strain MHS-2 16S 


101192 Bacteria_16S 


strain Nl 16S rib 


101192 Bacteria_16S 


fimetarium strain 
fimetarium Bacteria; 


101192 Bacteria_16S 


strain DSM 4132 1 


Firmicutes; 


Clostridia; 


101192 Bacteria_16S 


carbinolicum stra 


carbinolicum Bacteria; 
101192 Bacteria_16S 


wieringae strain 
wieringae Bacteria; 


101192 Bacteria_16S 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 


Firmicutes; 


Clostridia; 


teria; 


teria; 


ain XE 16S ribosomal RNA, 
Bacillales; 


stetes; 


1059080 1058967 1 
Deferribacteres; 
1647587 1647502 1 


1649084 1648999 1 


1815036 1814923 1 


19981 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


1841035 1840950 1 


Firmicutes; 
1970092 1970007 1 


2071104 2071019 1 


Firmicutes; 
2153062 2152977 1 


2351715 2351630 1 


Synergistia; 
2467328 2467215 1 


Clostridiales; 
2536722 2536609 1 
2540815 2540702 1 


3109441 3109356 1 


3277467 32773541 


Clostridia; 
3280495 3280382 1 


Clostridiales; 
3282014 3281901 1 


Firmicutes; 
3283538 3283425 1 


Clostridia; 
3285063 3284950 1 


Clostridiales; 


114 


86 


86 


114 


86 


86 


86 


86 


86 


114 


ribosomal RNA, partial sequence 
Clostridiaceae; 


114 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


114 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


86 


osomal RNA, complete sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


114 


Clostridiales; 


114 


114 


gi 


gi 


gi 


gi 


265678729 
sequence 


265678713 


265678690 


542382 54390 
Deferribacter. 


265678425 


929371 93083 
hodobacteraceae; Ruegeria. 


265678356 
sequence 


265678338 


ain SSM1 16S ribosomal RNA, partial sequence 
Deferribacterales; 


219878444 


219878443 


5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteri 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Stella. 
219878326 


1814099 18155 


gi 


ain DSM 10667 16S ribosomal RNA, partial 
Lactobacillales; 


gi 


gi 


219878308 


219878215 


ain GSF71 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


219878143 


complete sequence 


Paenibacillaceae; 


gi 


in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacteria; 


gi 


12 16S ribosomal RNA, partial sequence 
Synergistales; 


gi 


gi 


gi 


219857633 
equence 


219857493 
23507 


Synergistaceae; 


219857405 


2466381 24678 
Clostridium. 


219857353 


2535834 25371 


219857350 


2539981 25412 


gi 


219846849 


3108566 31099 


gi 


DSM 8238 16S ribosomal RNA, partial s 
Firmicutes; 


gi 


gi 


in DSM 2925 16S ribosomal RNA, partial 


Clostridia; Clostridiales; 


DSM 1911 16S ribosomal RNA, partial se 
Firmicutes; 


114 gi 
Clostridial 
114 gi 


219846736 
equence 
Eubac 
219846734 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


219846733 
sequence 


219846732 
quence 

es; Eubact 
219846731 


ynergistales; 


complete sequence 


obacillaceae; 


ref |NR_029034.1| Dethiosulfovibrio 
482698 484170 Dethiosulfovibrio 

Synergistaceae; Dethiosulfovibrio. 

NR_029018.1| Lactobacillus 

507410 508930 


ref 


ref |NR_028995.1 
0 Deferribacter 


Deferribacter abyssi 
abyssi Bacteria; 


ref|NR_028727.1| Ruegeria pomeroyi 
3 Ruegeria pomeroyi Bacteria; 


ref|NR_028658.1| Lactobacillus 
1032165 1033720 Lactobacillus 
Lactobacillus. 


Deferribacteraceae; 


Acetobacteraceae; 


sequence 1840072 18415 
Lactobacillaceae; 


Rhodospirillales; 


Rhodobacterales; 


Eubacteriaceae; Ace 


ref|NR_028640.1 

1058138 105957 
D 
ref|NR_025583.1 
Stella. 


ref |NR_025582.1 


ref|NR_025465.1 
Fulvimona 
NR_025447.1 
7 
Lactobacil 
ref|NR_025354.1 

1969231 197053 
Rh 


ref 


ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref |NR_025222.1 
2152193 215360 
Rhod 


ref|NR_025081.1 
96 2352265 Dethio 
Dethiosulfov 


ref|NR_024993.1 


ref|NR_024941.1 


ref|NR_024938.1 


ref|NR_026441.1 
Rhodovulu: 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026326.1 


ref |NR_026325.1 
3281102 328257 


ref |NR_026324.1 
3282621 328409 
eriaceae; Acetob 


Deferribacter 
3 Deferribacter 
eferribacter. 
Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 
Lactobacillus 

3 Lactobacillus 

lus. 
Azospirillum 

3 Azospirillum 

odospirillaceae; 


Thermobacillus 
8 Thermobacillus 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
Hyphomonas. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Acetobacterium 

3 Acetobacterium 

bacterium. 

Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 
Acetobacterium. 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 


ref |NR_026323.1 


Eubacteriaceae; Acetobacterium. 


Acetobacterium woodii 


101192 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


101192 Bacteria_16S 
in BMA1 16S ribosomal RNA, partial seq 
Deferribacteral 


thermophilus stra 
thermophilus Bact 


101192 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


sulfidophilum str 
Bacteria; Proteob 


strain MB-G2 16S 
centenum strain I 


centenum Bacteria 
Rhodospirillum. 


101192 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


101192 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


101192 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


101192 Bacteria_16S 


strain Kysw2 16S 


101192 Bacteria_16S 


Firmicutes; Clost 


101192 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


101192 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


101192 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


101192 Bacteria_16S 


strain LCl 16S ri 


Proteobacteria; G 


101192 Bacteria_16S 


strain G-16.1 16S 


Proteobacteria; G 


101192 Bacteria_16S 


defluvii strain B 


Bacteria; Proteob 


101192 Bacteria_16S 


strain BSB 41.8 1 


Proteobacteria; B 


101192 Bacteria_16S 


strain Wt/la 16S 
Deinococcus-Therm 


101192 Bacteria_16S 


strain Kll1 16S ri 


Proteobacteria; B 


3580706 3580593 1 114 


gi 


3678256 3678143 1 114 


gi 


Deferribacteres; 
3828607 3828523 1 


eria; 


85 gi 


3954277 3954192 1 86 gi 


3955716 3955631 1 86 
ribosomal RNA, partial sequence 


gi 


3977974 3977890 1 85 gi 


; Proteobacteria; Alphaproteobacteria; 


4230851 4230738 1 114 


gi 


strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
101192 Bacteria_16S 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
101192 Bacteria_16S 
3954838 39562 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
101192 Bacteria_16S 
AM 14193 16S ribosomal RNA, partial se 


ubsp. thermosyntrophicum strain TPO 16 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


219846522 
1 sequence 
bacteria; 


219846452 
uence 

es; Deferr 
219846344 
38276 
cteriales; 
219846256 
ence 39533 
terales; R 
219846255 


hodobacter 
219846240 
quence 

Rhodospir 


219846048 
S ribosoma 


ref|NR_026114.1 
3579840 35812 
Rhodospirillale 


ref |NR_026043.1 

3677295 36788 
ibacteraceae; D 
ref |NR_025934.1 
53 3829122 Cardi 
Cardiobacteria 
ref|NR_025846.1 
99 3954787 Rhodo 
hodobacteraceae; 
ref|NR_025845.1 
aceae; Rhodovul 
ref|NR_025830.1 

3977072 397838 
illales; Rhodos 


ref 
1 RN 


NR_025638.1 
A, partial 


6 
s 


4 
e 


Oo. 
Cc 


iV 


Pp 


s 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 

Deferribacter 
5 Deferribacter 
ferribacter. 

Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 

Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 
ive 


m. 
Rhodospirillum 

6 Rhodospirillum 

irillaceae; 


Desulfotomaculum 
equence 4229850 4231400 


ptococcaceae; Desulfotomaculum. 

125284 125200 1 85 gi|265678979|ref|NR_029287.1| Nitrospira 
in NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
eria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

142018 141906 1 113 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
ain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
teria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 

143502 143390 1 113 gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii 
ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 

Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 
258170 258086 1 85 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
ridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 

308143 308059 1 85 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

332616 332532 1 85 gi|265678839|ref|NR_029144.1| Moorella 
a strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
a Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
oorella. 

370106 370006 1 101 gi| 265678808 |ref|NR_029113.1| Halomonas 
ain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
teria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

419212 419112 1 101 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
bosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

491458 491358 1 101 gi|265678724|ref|NR_029029.1| Halomonas organivorans 

ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

499126 499042 1 85 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
SB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

500678 500594 1 85 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
6S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

529649 529565 1 85 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
us; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

534179 534095 1 85 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
bosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

549461 549377 1 85 gi| 265678686 |ref|NR_028991.1| Sporomusa aerivorans 


101192 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 


101192 Bacteria_16S 


576810 576726 1 85 gi 


548509 55004 


Sporomusa 


265678668 


ref |NR_028973.1 


4 Sporomusa aerivorans Bacteria; 


Acidovorax 


valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


101192 Bacteria_16S 
strain ED 11/3LLK 


Aquificae; 


101192 Bacteria_16S 


impatiens 
Bacteria; 


Saccharospirillum. 
101192 Bacteria_16S 
16S ribosomal 
Clostridia; 
101192 Bacteria_16S 


H 


ferriphilum strain P3a 16S ribosomal RNA, partial sequence 79504 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 
101192 Bacteria_16S 806776 806670 1 107 gi| 265678508 
thermophilum strain 7 16S ribosomal RNA, partial sequence 80584 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacter 
Thermodesulfobacterium. 

101192 Bacteria_16S 829764 829680 1 85 gi| 265678493 
strain ATCC 43541 16S ribosomal RNA, partial sequence 82878 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomon 
101192 Bacteria_16S 944232 944148 1 85 gi| 265678416 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydro 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
101192 Bacteria_16S 945795 945711 1 85 gi| 265678415 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 94484 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Co: 
101192 Bacteria_16S 948921 948837 1 85 gi| 265678413 
strain PHL 16S ribosomal RNA, partial sequence 947973 94948 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
101192 Bacteria_16S 950482 950398 1 85 gi| 265678412 
strain 133 16S ribosomal RNA, partial sequence 949535 95104 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
101192 Bacteria_16S 952041 951957 1 85 gi| 265678411 
strain 146 16S ribosomal RNA, partial sequence 951100 95259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
101192 Bacteria_16S 1027052 1026968 1 85 gi| 265678360 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntro 
Desulfobacca. 

101192 Bacteria_16S 1037736 1037652 1 85 gi| 265678353 


Aquifi 


strain 
Proteob 


Clost 


strain 7-1 16S ri 


Proteobacteria; 
101192 Bacteria_16S 


B 


lithotrophicum st 
lithotrophicum Ba 


101192 Bacteria_16S 


pacificum 
DSM 12653 


Carboxydibrachium. 
101192 Bacteria_16S 


DSM 126 
Bacteri 


tataouinensis TTB 
TTB310 Bacteria; 


101192 Bacteria_16S 


DSM 14365 
Bacteria; 


101192 Bacteria_16S 


16S rib 
Proteob 


hydrothermalis st 
hydrothermalis Ba 


Halomonas. 


101192 Bacteria_16S 
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G 
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a; Firmicutes; Clostridia; Thermoanaer 


1198068 1197984 1 85 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1210159 1210051 1 109 gi 
osomal RNA, partial sequence 
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1214624 12145241 101 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
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gi 
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1209193 12106 


1212209 1 
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brio. 
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quence 
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ref 
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ae; 
ref 
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ales; Nann 
224581438 
sequence 
teria; Oce 


224581437 
2136 
Halomonad 
224581436 
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224581404 
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219846811 
ence 12588 
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s; T 


ref 


les; 
ref 


ocys 
ref 
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ref 


acea 
ref 


acea 
ref 


acea 
ref 


eino 


219846639 


5 604369 Thermo 


0 605869 Saccha 


0 796555 Leptos 


2 807361 Thermo 


3 830273 Selen 


6 946358 Hy 


1026088 10275 


1049100 10505 


29 1195514 Carbo 


31 1198567 Ramli 


1210750 121215 


78 1260346 Deino 


NR_028954.1 


NR_028953.1 
charospirill 


NR_028927.1 
ovata Bacte 


NR_028818.1 


NR_028811.1 


s; Thermodes 
NR_028796.1 
° 


NR_028718.1 
phaga flava 
Hydrogenoph 
NR_028717. 

drog 
nadaceae; Hy 
NR_028715.1 


a 


Acidovorax. 
NR_028714.1 


Acidovorax. 
NR_028713.1 


Curvibacter. 
NR_028662.1 
9 
acterales; S 
NR_028655.1 


Curvibacter 
NR_028647.1 
8 
wu 


e; Balneari 
NR_027536.1 
x 
hermoanaerob 
NR_027534.1 
b 
Comamonadac 
NR_027522.1 


tineae; Hali 
NR_027220.1 


pirillales; 
NR_027219.1 


e; Halomonas 
NR_027218.1 


e; Halomonas 
NR_027185.1 


e; Halomona 
NR_026403.1 
Cc 
coccaceae; D 


ref 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Sporomusa ovata strain 
ria; Firmicutes; 


Leptospirillum 
pirillum ferriphilum 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Selenomonas noxia 
monas noxia Bacteria; 


Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 
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drogenophaga. 

Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Balnearium 
0 Balnearium 
m. 
Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Halomonas 

8 Halomonas 

Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 


NR_026231.1 


Caldicellulosiruptor 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellu 


losiruptor. 


Incertae 


101192 Bacteria_16S 1309469 1309385 1 85 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

101192 Bacteria_16S 1310942 1310858 1 85 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

101192 Bacteria_16S 1324887 1324803 1 85 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

101192 Bacteria_16S 1376587 1376503 1 85 gi|228717818|ref|NR_027567.1| Polaromonas 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

101192 Bacteria_16S 1432463 1432379 1 85 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

101192 Bacteria_16S 1481088 1481004 1 85 gi|219878371|ref|NR_025510.1]| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

101192 Bacteria_16S 1549105 1549021 1 85 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

101192 Bacteria_16S 1550571 1550487 1 85 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

101192 Bacteria_16S 1552039 1551955 1 85 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

101192 Bacteria_16S 1748309 1748225 1 85 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

101192 Bacteria_16S 1784521 1784421 1 101 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

101192 Bacteria_16S 1863724 1863624 1 101 gi|219878292|ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
101192 Bacteria_16S 1865306 1865206 1 101 gi| 219878291 |ref|NR_025430.1]| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

101192 Bacteria_16S 1880565 1880481 1 85 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

101192 Bacteria_16S 1882146 1882062 1 85 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

101192 Bacteria_16S 1883722 1883638 1 85 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

101192 Bacteria_16S 1885302 1885218 1 85 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

101192 Bacteria_16S 2049700 2049616 1 85 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

101192 Bacteria_16S 2051260 2051176 1 85 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

101192 Bacteria_16S 2141002 2140918 1 85 gi|219857641|ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

101192 Bacteria_16S 2178860 2178776 1 85 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
101192 Bacteria_16S 2304909 2304825 1 85 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
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219856891 
ia; 
19856883 
19846914 


3013492 30150 


219846909 
3021006 30224 


219846887 
complete sequence 3051418 30529 
219846869 


219846868 


219846867 


alomonadacea 


ref 
monadaceae; 
ref 
25458 
monadaceae; 
ref 
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NR_024710.1 
6 
riales; Coma 
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2315555 23154711 85 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 

etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

2350204 2350120 1 85 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
ain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
acteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

2388231 2388147 1 85 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
n KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

2391277 2391177 1 101 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Hydrogenophaga 
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drogenophaga. 

Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Thermanaeromonas 
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aceae; Thermanaeromonas. 
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6 Pelomonas 
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8 Curvibacter 
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Thermus igniterrae 


77 Thermus igniterrae Bacteria; 
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4 Desulfurella 
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NR_026431.1 


Hyphomicrobium 


3123738 3125183 Hyphomicrobium 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


101192 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


101192 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


101192 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


101192 Bacteria_16S 


DSM 11303 16S rib 


Deinococcus-Thermus; 
101192 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


101192 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


101192 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


101192 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 
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proteolyticus str 
proteolyticus Bac 


101192 Bacteria_16S 
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Deinococcus-Thermus; 
101192 Bacteria_16S 


australicum strai 
australicum Bacte 


101192 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


101192 Bacteria_16S 
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Proteobacteria; G 


101192 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


101192 Bacteria_16S 
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Proteobacteria; G 


101192 Bacteria_16S 
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101192 Bacteria_16S 


faecium strain AC 
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strain DSM 50071 
Bacteria; Proteob 
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3168419 3168335 1 85 gi|219846809 
n DSM 20539 16S ribosomal RNA, partial sequence 
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6S ribosomal RNA, partial sequence 3170548 31720 
Deinococci; Deinococcales; Deinococcaceae; D 

3263820 3263736 1 85 gi|219846745 
n IFAM ST1306 16S ribosomal RNA, partial sequenc 
ria; Proteobacteria; Alphaproteobacteria; Rhizob 
3320081 3319981 1 101 gi|219846706 
train AAP 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Gammaproteobacteria; 


Oc 


3353523 3353423 1 101 gi| 219846682 
bosomal RNA, partial sequence 3352589 33540 
ammaproteobacteria; Oceanospirillales; Halomonad 
3385680 3385580 1 101 gi| 219846659 
n ATCC 17056 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Gammaproteobacteria; Oceano 


, 


3387153 3387053 1 101 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; Halomonad 
3489596 3489484 1 113 gi| 219846583 
6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales; Desulfur 
3585398 3585314 1 85 gi|219846519 
M 3679 16S ribosomal RNA, partial sequence 35844 
tes; Clostridia; Clostridiales; Veillonellaceae; 
3629332 3629232 1 101 gi|219846486 
16S ribosomal RNA, complete sequence 36283 
acteria; Gammaproteobacteria; Pseudomonadales; P 
3795022 3794938 1 85 gi| 219846367 
ibosomal RNA, partial sequence 3794096 37955 
etaproteobacteria; Burkholderiales; Comamonadace 
3886394 3886282 1 113 gi| 219846305 
train GS-15 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Deltaproteobacteria; De 


219846658 
33862 


3892591 3892491 1 101 
strain DSM 735 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


gi| 219846300 
complete sequ 
Gammaproteobacteria; 


ref|NR_026430.1 
125234 312665 


biales; Hyphomic 


Ww 


NR_026429.1 
126704 312814 
ales; Hyphomicro 
ref 


ref 


Ww 


NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref|NR_026416.1 


einococcus. 
ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref |NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
les; Deinococcac 
ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026399.1 


w 


les; 
ref 


Ww 


einococcus. 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026298.1 

3319157 332063 
eanospirillales; 


ref|NR_026274.1 
aceae; Halomona 
ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomona 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref |NR_025958.1 


ae; Polaromonas. 
ref|NR_025895.1 

3885428 388697 
sulfuromonadales 


ref 
ence 
Ocea 


NR_025890.1 
389163 
nospirillale 


3970690 3970606 1 85 gi| 219846245 


ref |NR_025835.1 


Ss. 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 

Desulfuromonas 

uromonas thiophila 

aceae; Desulfuromonas. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Halomonas 
3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Ss. 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Phascolarctobacterium 

larctobacterium faecium 
terium. 
Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Geobacter 
3 Geobacter 
Geobacteraceae; 


, 
Halomonas 

6 3893166 Halomonas 

s; Halomonadaceae; 


Rhodothalassium 


salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 


101192 Bacteria_16S 
denitrificans str 
denitrificans Bacteria; 
101192 Bacteria_16S 4027154 4027054 4 
alkenivorans stra 
alkenivorans Bacteria; 
Desulfatibacillum. 
101192 Bacteria_16S 
strain SS20 16S r 
Proteobacteria; G 
101192 Bacteria_16S 
strain PCL 16S ri 
Fusobacteria. 
101192 Bacteria_16S 
strain ATCC 15468 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
101192 Bacteria_16S 199941 199838 
acetylenicus stra 
acetylenicus Bact 
Pelobacter. 
101192 Bacteria_16S 
fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 
101192 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 
101192 Bacteria_16S 
ammonificans stra 
ammonificans Bact 
101192 Bacteria_16S 
strain R 16089 16S ribosomal RNA, 
Firmicutes; Bacillales; Macrococcus. 

101192 Bacteria_16S 454786 454683 1 
strain R 16086 16S ribosomal RNA, 
Firmicutes; Bacillales; Macrococcus. 

101192 Bacteria_16S 492965 492862 1 
strain R65 16S ri 
Proteobacteria; G 
101192 Bacteria_16S 
luminescens subsp 


3972113 3972029 1 


Proteobacteria; 


Proteobacteria; 


4055872 4055772 1 
ibosomal RNA, partial 


149436 149333 1 


178527 178424 1 


eria; Proteobacteria; 


367085 366982 1 
cteria; 


373049 372946 1 


408384 408273 2 


453187 453084 1 


517365 517262 1 


Enterobacteriales; 
101192 Bacteria_16S 
luminescens subsp. 
luminescens subsp 
Enterobacteriaceae; 
101192 Bacteria_16S 
oleivorans strain 
Bacteria; Proteob 
101192 Bacteria_16S 
hydrogeniphilus s 
hydrogeniphilus B 
101192 Bacteria_16S 
strain GraTa 2 16 
Fusobacteria; Fusobacteriales; 
101192 Bacteria_16S 634320 634217 1 
strain VPB 4027 1 
Fusobacteria; Fusobacteriales; 
101192 Bacteria_16S 663069 662966 1 
strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 
101192 Bacteria_16S 
strain XINach 16S 
Proteobacteria; G 
101192 Bacteria_16S 723622 723519 1 
luminescens subsp. laumondii strain TTO 
Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 
101192 Bacteria_16S 725205 725102 1 
luminescens subsp. 


Enterobacteriaceae; 
518930 518827 1 


Photorhabdus. 
578321 578218 1 


620664 620561 1 


626704 626601 1 


722036 721933 1 


bosomal RNA, partial sequence 


complete sequence 


bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 


S ribosomal RNA, partial sequence 
Fusobacteriaceae; 
Fusobacteriaceae; 
ribosomal RNA, partial sequence 


ammaproteobacteria; Enterobacteriales; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ain AS-Pl 16S ribosomal RNA, partial s 


in PF2803 16S ribosomal RNA, partial s 


ammaproteobacteria; Oceanospirillales; 


in WoAcyl 16S ribosomal RNA, partial s 


rain F23 16S ribosomal RNA, partial se 
Proteobacteria; 


rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 


104 gi 


104 gi 


thracensis strain 39-8 16S ribosomal 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 


104 gi|265678706|ref|NR_029011.1 
sequence 517982 
cteria; Enteroba 
104 gi| 265678667 |ref|NR_028972.1 
ence 577405 578770 Thalas 
irillales; Thalassolituus. 
104 gi|265678638|ref|NR_028943.1 
1 sequence 619766 621178 
bacteria; Nautiliales; Nau 
104 gi|265678634|ref|NR_028939.1 
625776 62729 
Ilyobacter. 
104 gi| 265678628 |ref|NR_028933.1 
3 Fusobacterium 
Fusobacterium. 
104 gi| 265678607 |ref|NR_028912.1 
662137 663647 Enterobacter 
Enterobacteriaceae; Enter 
104 gi| 265678567 |ref|NR_028871.1 
721087 722612 Photorhabdus 
Enterobacteriaceae; Photo 
104 gi| 265678566 |ref|NR_028870.1 
1 16S ribosomal RNA, partial sequence 


85 gi|219846244|ref|NR_025834.1 
equence 3971185 397263 
Betaproteobacteria; Burkholderiales; Coma 
104 gi|219846205|ref|NR_025795.1 
equence 4026183 402770 
Deltaproteobacteria; Desulfobacterales; De 
101 gi| 219846183 |ref|NR_025773.1 
sequence 4054980 40563 
Halomonadaceae; Halomonas 
104 gi| 265678963 |ref|NR_029271.1 
148511 15001 
104 gi|265678944|ref|NR_029252.1 
partial sequence 177564 179023 Aeromo 


Aeromonadales; Aeromonadaceae; Aeromonas. 
1 104 gi|265678930|ref|NR_029238.1 
equence 198985 200521 
Deltaproteobacteria; Desulfuromonadales; P 
104 gi|265678810|ref|NR_029115.1 
quence 366150 367594 


Gammaproteobacteria; Alteromonadales; Id 

104 gi| 265678806 |ref|NR_029111.1 

quence 372149 373610 

teria; Sphingomonadales; S 

113 gi| 265678783 |ref|NR_029088.1 

uence 407444 408915 

obacteriaceae; Thermovibri 

104 gi|265678752|ref|NR_029057.1 

complete sequence 452220 45376 

104 gi|265678751|ref|NR_029056.1 


453819 45536 


265678723 


492024 49353 


265678707 
RNA, 


kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


6S ribosomal RNA, partial sequence 633402 63487 


comp 


ref |NR_029028.1 
5 Marinobacter 
aceae; Marinobac 
ref|NR_029012.1 
lete sequence 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Aeromonas punctata 
nas punctata Bacteria; 


Pelobacter 
Pelobacter 
elobacteraceae; 


Idiomarina 
Idiomarina 
iomarinaceae; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Thermovibrio 
Thermovibrio 
oO. 
Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Photorhabdus 
516416 517931 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Thalassolituus 
solituus oleivorans 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


104 gi 


265678565 


ref |NR_028869.1 


akhurstii strain FRGO4 16S ribosomal RNA, partial sequence 


Photorhabdus 
724253 725774 


Photorhabdus luminescens subsp. 


Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
101192 Bacteria_16S 763773 763670 1 104 gi| 265678537 |ref|NR_028841.1 
strain SW-45 16S ribosomal RNA, partial sequence 762839 76433 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 
101192 Bacteria_16S 841895 841792 1 104 gi| 265678485 |ref|NR_028788.1 
alkaliphilum strain Z4 16S ribosomal RNA, partial sequence 840981 842417 Marino 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 
101192 Bacteria_16S 844959 844856 1 104 gi| 265678483 |ref|NR_028786.1 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 84550 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samso 
101192 Bacteria_16S 849404 849301 1 104 gi|265678480|ref|NR_028783.1 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; E 
Klebsiella. 
101192 Bacteria_16S 884128 884025 1 104 gi| 265678455 |ref|NR_028757.1 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Desulfacinum. 
101192 Bacteria_16S 990453 990350 1 104 gi|265678384|ref|NR_028686.1 
strain I-75 16S ribosomal RNA, partial sequence 989496 99101 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citro 
101192 Bacteria_16S 992024 991921 1 104 gi| 265678383 |ref|NR_028685.1 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citro 
101192 Bacteria_16S 1068105 1068002 1 104 gi|265678332|ref|NR_028634.1 
yabuuchiae strain Al1-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphing 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadacea 
101192 Bacteria_16S 1145058 1144955 1 104 gi|253680760|ref|NR_028008.1 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 114556 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 
101192 Bacteria_16S 1292845 1292742 1 104 gi|228716433|ref|NR_027551.1 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 129190 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonada 
Marinobacter. 
101192 Bacteria_16S 1318722 1318619 1 104 gi| 228715349 |ref|NR_027521.1 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
101192 Bacteria_16S 1382518 1382415 1 104 gi|228717104|ref|NR_027560.1 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 13830 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
101192 Bacteria_16S 1391436 1391333 1 104 gi|228716336|ref|NR_027550.1 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvul 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvular 
101192 Bacteria_16S 1412473 14123701 104 gi|224581450|ref|NR_027234.1 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 14130 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Alg 
101192 Bacteria_16S 1433997 1433894 1 104 gi|224581433|ref|NR_027215.1 
strain GD521 16S ribosomal RNA, partial sequence 1433051 14345 
Firmicutes; Bacillales; Staphylococcus. 
101192 Bacteria_16S 1455369 1455266 1 104 gi|224581417|ref|NR_027198.1 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 145591 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromon 
101192 Bacteria_16S 1459701 1459598 1 104 gi|224581413|ref|NR_027194.1 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 14602 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenor 
101192 Bacteria_16S 1496155 1496052 1 104 gi| 219846691 |ref|NR_026283.1 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 1495267 1496682 Tolumo 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tol 
101192 Bacteria_16S 1547601 1547498 1 104 gi|219857260|ref|NR_024891.1 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 15481 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
101192 Bacteria_16S 1553528 1553425 1 104 gi|219857220|ref|NR_024848.1 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Provid 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Provi 
101192 Bacteria_16S 1579045 1578942 1 104 gi| 219846381 |ref|NR_025972.1 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 15795 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
101192 Bacteria_16S 1615697 1615594 1 104 gi|219878466|ref|NR_025605.1 


strain CM243 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Marinobacter litoralis 


4 Marinobacter litoralis Bacteria; 


ter. 
Marinospirillum 
spirillum alkaliphilum 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Klebsiella 
Klebsiella 
nterobacteriaceae; 


Desulfacinum 
Desulfacinum 


Syntrophobacteraceae; 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Pseudomonas 

1 Pseudomonas 

eudomonadaceae; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Staphylococcus 
1317758 1319249 
Staphylococcus. 
Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 

Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 


Woodsholea maritima 


1614821 1616241 Woodsholea maritima Bacteria; 


101192 Bacteria_16S 


strain IBS S6874 


Proteobacteria; G 


101192 Bacteria_16S 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


101192 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


101192 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


101192 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


101192 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


101192 Bacteria_16S 


strain vc 5 16S r 
Proteobacteria; A 


101192 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


101192 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


101192 Bacteria_16S 


strain EDIV 16S r 
Proteobacteria; A 


101192 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


101192 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


101192 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


iL 
G 


101192 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; G 


101192 Bacteria_16S 


strain MCS 25 16S 
Proteobacteria; A 


101192 Bacteria_16S 


strain LMG 317541 
Proteobacteria; G 


101192 Bacteria_16S 


carotovorum subsp 


Enterobacteriales 


101192 Bacteria_16S 


strain SW-47 16S 


Proteobacteria; G 


101192 Bacteria_16S 


strain IH003 16S 
Firmicutes; Lacto 


101192 Bacteria_16S 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


101192 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


101192 Bacteria_16S 


strain L2-TR 16S 


Proteobacteria; G 


1646127 1646024 1 104 gi 
ammaproteobacteria; Aeromonadales; Aer 
1687136 1687033 1 104 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacteria 
1701091 1700988 1 104 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
1720914 1720811 1 104 gi 


gi 


obacteriales; Fusobacteriaceae; Cetobact 
1828717 1828614 1 104 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1831826 1831723 1 104 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1845624 18455211 104 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
1860676 1860573 1 104 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


qu 
a; 


ct 


YP 


al 
er 
1869837 1869734 1 104 gi 
ammaproteobacteria; Alteromonadales; Alt 
1956452 1956349 1 104 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1994873 19947701 104 gi 


Sp 


ammaproteobacteria; Enterobacteriales; E 


1997953 1997850 1 104 gi 
ammaproteobacteria; Enterobacteriales; E 
2002562 2002459 1 104 gi 
ammaproteobacteria; Enterobacteriales; E 
2004094 2003991 1 104 gi 
ammaproteobacteria; Enterobacteriales; E 
2017743 2017640 1 104 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2026717 2026614 1 104 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2028160 2028057 1 104 gi 
odoriferum strain LMG 17566 16S ribo 


YP 


om 


so 


Pectobacterium carotovorum subsp. odoriferum Bacteria; 


; Enterobacteriaceae; Pectobacterium. 


2101601 2101498 1 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2177389 2177287 1 104 gi 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2262449 2262346 1 104 gi 
train SL6 16S ribosomal RNA, partial s 
acteria; Thermodesulfobacteria; Thermo 
erium. 

2264005 2263902 1 104 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2298900 2298797 1 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 


eq 
de 


en 
ir 


di 


219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 
219878417 
eq 


219878407 
1700153 17016 


219878394 
16S ribosomal RNA, partial sequence 1719990 17214 


219878317 
219878315 
1830898 18324 


219878305 
1844748 18461 


219878294 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 


219878224 
1955571 19570 


219878199 
16S ribosomal RNA, partial sequence 1993927 19 


219878197 
16S ribosomal RNA, partial sequence 1997016 19 


219878194 
6S ribosomal RNA, partial sequence 2001636 20 


219878193 
6S ribosomal RNA, partial sequence 2003168 20 


219878184 
2016867 20 


219878178 


219878177 


219878121 
2100672 21021 


219857615 
2176454 21779 


219857558 


219857557 


219857531 
2297982 22993 


uence 
Hydrog 


v 


eromonad 


erium. 


ence 
Rhodoba 


er. 


homonada 


sequenc 
ia; Alte 


eromonad 


hingomon 


954 


nterobac 


985 


nterobac 


031 


nterobac 


046 


nterobac 


182 


homonada 


20 
onada 


257 
cea 


mal RNA, 


eromonad 


uence 


sulfobac 


ce 22630 
illales; 


omarinac 


101192 Bacteria_16S 


2303360 2303257 1 104 gi 


219857528 


ref|NR_025585.1 


Aeromonas. 
NR_025556.1 


e; 
ref 


enophilales; 


ref|NR_025546.1 
aceae; 
ref |NR_025533.1 
59 Cetobacterium 
ref|NR_025456.1 


cter 
ref 


ales; 
NR_025454.1 


ref |NR_025444.1 


ceae; Maricauli 
ref |NR_025433.1 
e 1859752 18612 
romonadales; Al 
ref|NR_025427.1 
aceae; Glacieco 
ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphing 
ref |NR_025338.1 


teri 
ref 


aceae; Serr 
NR_025336.1 


teri 
ref 


aceae; Prot 
NR_025333.1 


teri 
ref 


aceae; Lemi 
NR_025332.1 


teri 
ref 


aceae; Budv 
NR_025323.1 
; Maricauli 
NR_025317.1 


ceae 
ref 


Aeromonas. 
NR_025316.1 
tial sequen 


e; 
ref 
par 


ref |NR_025260.1 


acea 
ref 


e; Alteromo 
NR_025204.1 


teri 


ref|NR_025145.1 
50 2264581 Alcan 
Alcanivoracace 
ref|NR_025119.1 
eae; Idiomarina 


ref|NR_025116.1 


1686206 168766 
Hyd 


1827843 182926 
Hyphomonadaceae; 


3 
c 


59 2027165 Aeromo 


c 
Proteobacteria; Gammaproteobacteria; 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 
Glaciecol 


a. 
Cetobacterium somerae 
somerae Bacteria; 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
s 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
1 


a. 
Sphingomonas pituitosa 


pituitosa Bacteria; 
fe) 


monas. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 
a 


tia. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
e 


us. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
n 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 
i 


cia. 
Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
s 


Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
n 


as. 
Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Marinobacter 


lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


101192 Bacteria_ 


strain BD-87 16S 
Firmicutes; Baci 


101192 Bacteria_ 


psychrophilus st 
psychrophilus Ba 
Methylobacter. 


101192 Bacteria_ 


orisratti strain 
orisratti Bacter 


101192 Bacteria_ 


mediterranea str 
mediterranea MMB 


101192 Bacteria_ 


strain Y223G 16S 
Proteobacteria; 


101192 Bacteria_ 


strain ATCC15947 
Bacteria; Proteo 


101192 Bacteria_ 


strain JCM1680 1 
Proteobacteria; 


101192 Bacteria_ 


strain JCM1679 1 
Proteobacteria; 


101192 Bacteria_ 


stanieri strain 
stanieri Bacteri 
Marinobacterium. 


101192 Bacteria_ 


delphini strain 
delphini Bacteri 


101192 Bacteria_ 


strain IFO 15467 
Proteobacteria; 


101192 Bacteria_ 


jannaschii strai 
jannaschii Bacte 
Marinobacterium. 


101192 Bacteria_ 


strain JCM1240 1 
Proteobacteria; 


101192 Bacteria_ 


strain JCM1234 1 
Proteobacteria; 


101192 Bacteria_ 


ABE-1 16S riboso 
Gammaproteobacte 


101192 Bacteria_ 


strain 176 16S r 
Firmicutes; Lact 


101192 Bacteria_ 


strain LMG 2542 
Proteobacteria; 


101192 Bacteria_ 


strain 4-87 16S 
Proteobacteria; 


101192 Bacteria_ 


strain LMG 2142 
Proteobacteria; 


101192 Bacteria_ 


strain DSM 9537 
Fusobacteria; Fu 


101192 Bacteria_ 


strain CIP 743 
Proteobacteria; 


101192 Bacteria_ 


succiniciproduce 
succiniciproduce 
Anaerobiospirill 


101192 Bacteria_ 
szegediense strain OR2 16S ribosomal RNA, partial sequence 


16S 2426529 2426426 1 104 
ribosomal RNA, partial sequence 
llales; Planococcaceae; Viridibacillus. 
16S 2439943 2439840 1 104 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


gi 


r 
Cc 


16S 2495856 2495753 1 104 gi 
ATCC 700640 16S ribosomal RNA, partial 
ia; Firmicutes; Lactobacillales; Strept 
16S 2586646 2586543 1 104 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
16S 2717041 2716938 1 104 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; C 
16S 2763413 2763310 1 104 gi 


a 


bacteria; Gammaproteobacteria; Enteroba 
16S 2764929 2764826 1 104 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2766445 2766342 1 104 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2866734 2866631 1 104 gi 
ATCC 27130 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 


’ 


16S 2914335 2914232 1 104 gi 
ATCC 49171 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Staphylococc 
16S 2930935 2930832 1 104 gi 


Gammaproteobacteria; Oceanospirillales; 

16S 2933954 2933851 1 104 gi 
IFO 15466 16S ribosomal RNA, partial 

ia; Proteobacteria; Gammaproteobacteri 


n 
r 
16S 2947660 2947557 1 104 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2952139 2952036 1 104 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2961047 2960944 1 104 gi 
mal RNA, partial sequence 
ria; Alteromonadales; 
16S 


gi 


Co 
gi 


Colwelliaceae; 
2962630 2962527 1 104 
ibosomal RNA, partial sequence 
obacillales; Streptococcaceae; 
16S 2967209 2967106 1 
1 
Gammaproteobacteria; Enterobacteriales; 
16S 3073414 30733111 104 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 3262297 3262194 1 104 gi 
1 
Alphaproteobacteria; 
16S 
1 
sobacteriales; Fusobacteriaceae; Propio 
16S 3612889 3612786 1 104 gi 
0 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 
16S 3633902 3633799 1 104 gi 
s strain S411 16S ribosomal RNA, parti 
ns Bacteria; Proteobacteria; Gammaprote 
um. 


Streptoc 
104 gi 


Sphingomonadales; 
3391617 33915141 104 gi 


n 


219857441 


2425586 24269 


219857428 
sequence 
eria; Meth 


219857386 
sequence 
ococcaceae 
219857277 
quence 
obacteria; 
219857177 


2716108 27175 


olwelliace 
219857142 


16S ribosomal RNA, partial sequence 2762542 27639 


cteriales; 
219857141 


2763991 27654 


Enterobac 
219857140 


2765507 27669 


Enterobac 
219856880 
equence 
Alteromon 


219856847 
equence 

us. 
219856836 


16S ribosomal RNA, partial sequence 2930007 29314 


Oceanobac 
219856834 
sequence 
a; 


219856825 


2946729 29481 


Enterobac 
219856822 


2951208 29526 


Enterobac 
219856816 


2960112 2961625 Colwe 


lwellia. 
219856815 


2961676 29631 


occus. 
219846946 


6S ribosomal RNA, partial sequence 2966273 29677 


Enterobac 
219846873 


3072467 30738 


Balneatri 
219846746 


6S ribosomal RNA, partial sequence 3261418 32628 


Sphingomon 
219846651 


6S ribosomal RNA, partial sequence 3390715 33921 


nigenium. 

219846497 
36119 
omonadacea 
219846483 
al sequenc 
obacteria; 


16S 3649161 3649058 1 104 gi 


219846472 
36482 


Alteromonad 


ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


ref|NR_025016.1 
2438995 244052 
ylococcales; Met 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


ref |NR_024974.1 
2494920 249625 
; Streptococcus. 
ref |NR_024908.1 
2585691 258722 
Oceanospirillales; Marinomonas. 
ref|NR_024805.1| Colwellia piezophila 
81 Colwellia piezophila Bacteria; 
ae; Colwellia. 
ref|NR_024770.1 
40 Edwardsiella tarda ATCC 15947 
Enterobacteriaceae; Edwardsiella. 
ref|NR_024769.1| Edwardsiella ictaluri 
56 Edwardsiella ictaluri Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024768.1| Edwardsiella hoshinae 
72 Edwardsiella hoshinae Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 
adales; Alteromonadaceae; 


Streptococcus 
6 Streptococcus 


Marinomonas 
4 Marinomonas 


Edwardsiella tarda 


ref|NR_024666.1 
2913371 291486 


Staphylococcus 
3 Staphylococcus 


ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref |NR_024653.1 

2933018 293448 
ales; Altero 


Oceanobacter kriegii 
kriegii Bacteria; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


ref|NR_024644.1| Serratia rubidaea 

70 Serratia rubidaea Bacteria; 
teriaceae; Serratia. 

ref|NR_024641.1| Enterobacter gergoviae 
57 Enterobacter gergoviae Bacteria; 
teriaceae; Enterobacter. 

ref|NR_024635.1| Colwellia maris strain 
llia maris Bacteria; Proteobacteria; 


ref|NR_024634.1 
71 Streptococcus 


Streptococcus porcinus 
porcinus Bacteria; 


ref|NR_026538.1| Dickeya paradisiaca 
69 Dickeya paradisiaca Bacteria; 
teriaceae; Dickeya. 

ref|NR_026465.1| Balneatrix alpica 
61 Balneatrix alpica Bacteria; 

x. 
ref |NR_026338.1| Sphingomonas trueperi 
78 Sphingomonas trueperi Bacteria; 
adaceae; Sphingomonas. 

ref|NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


ref |NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


ref|NR_026064.1] Methylocaldum 
06 3649696 Methylocaldum szegediense 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


101192 Bacteria_ 


strain IC079 16S 
Proteobacteria; 


101192 Bacteria_ 


psychrotropica s 
psychrotropica B 


101192 Bacteria_ 


strain 1846 16S 
Proteobacteria; 


101192 Bacteria_ 


palmitatis strai 
Bacteria; Proteo 


101192 Bacteria_ 


strain S51-W 16S 
Proteobacteria; 


101192 Bacteria_ 


allosaccharophil 
allosaccharophil 
Aeromonas. 


101192 Bacteria_ 


strain Gl 16S ri 
Proteobacteria; 


101192 Bacteria_ 


strain Karp 16S 
Proteobacteria; 


101192 Bacteria_ 


strain CL-SP19 1 
Proteobacteria; 


101192 Bacteria_ 


chungwhensis str 
chungwhensis Bac 
Salinimonas. 


101192 Bacteria_ 


strain 848 16S r 
Proteobacteria; 


101192 Bacteria_ 


strain R22 16S r 
Proteobacteria; 


101192 Bacteria_ 


daepoensis strai 
daepoensis Bacte 
Marinobacter. 


101192 Bacteria_ 


flavimaris strai 
flavimaris Bacte 
Marinobacter. 


101192 Bacteria_ 


strain TF-22T 16 
Proteobacteria; 


101192 Bacteria_ 


halophilus strai 
halophilus Bacte 
Aestuariibacter. 


101192 Bacteria_ 


salexigens strai 
salexigens Bacte 
Aestuariibacter. 


101192 Bacteria_ 


strain KMM 3809 
Proteobacteria; 


101192 Bacteria_ 
lipolyticus strai 


lipolyticus Bact 
Marinobacter. 


101192 Bacteria_ 


lactatifermentan 
lactatifermentan 


101192 Bacteria_ 


strain F2R9 16S 
Proteobacteria; 


101192 Bacteria_ 


strain Benl104 16 


16S 3661464 3661361 1 104 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 

Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

16S 3662977 3662874 1 104 gi|219846463|ref|NR_026055.1]| Colwellia 

train ACAM 179 16S ribosomal RNA, partial sequence 3662041 3663526 Colwellia 

acteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
16S 3675124 3675021 1 104 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 

Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 

16S 3773885 3773782 1 104 gi|219846382|ref|NR_025973.1| Desulfuromonas 

n SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 

bacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
16S 3796538 3796435 1 104 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 

Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

16S 3813283 3813180 1 104 gi|219846354|ref|NR_025945.1| Aeromonas 

a strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 

a Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 

16S 3913843 3913740 1 104 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 

bosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 

Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

16S 3935143 3935028 1 116 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 

Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

16S 3983669 3983566 1 104 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
6S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 

Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

16S 4005995 4005892 1 104 gi|219846221|ref|NR_025811.1| Salinimonas 

ain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 

teria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

16S 4009012 4008909 1 104 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
ibosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 

Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

16S 4010546 4010443 1 104 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
ibosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 

Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

16S 4019566 4019463 1 104 gi|219846210|ref|NR_025800.1| Marinobacter 

n SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 

ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

16S 4021112 4021009 1 104 gi|219846209|ref|NR_025799.1| Marinobacter 

n SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 

ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

16S 4045419 4045316 1 104 gi|219846190|ref|NR_025780.1| Alteromonas litorea 

S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 

Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

16S 4128536 4128433 1 104 gi|219846131|ref|NR_025721.1| Aestuariibacter 

n JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 

ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

16S 4130025 4129926 1 100 gi|219846130|ref|NR_025720.1| Aestuariibacter 

n JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 

ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

16S 4170086 4169983 1 104 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 

Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

16S 4191546 4191443 1 104 gi|219846081|ref|NR_025671.1| Marinobacter 

n SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 

eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

16S 4220289 4220186 1 104 gi|219846061|ref|NR_025651.1| Clostridium 

s strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 

s Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 4235382 4235279 1 104 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 

Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

16S 252199 252113 1 87 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 


S ribosomal RNA, partial sequence 


251300 252726 Amaricoccus macauensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 


101192 Bacteria_16S 
strain H168 16S ribosomal RNA, 
Clostridia; 
101192 Bacteria_16S 

strain F12 16S ribosomal RNA, partial sequence 
Bacillales; 
101192 Bacteria_16S 


Firmicutes; 


Firmicutes; 


strain V2-BIII-A2 


Firmicutes; 


Bacteria; 


Firmicutes; 


101192 Bacteria_16S 
marismortui strain 123 16S ribosomal RNA, 


Bacteria; 


Prochlorococcaceae; 


Bacillales; 
101192 Bacteria_16S 
picturae strain R-5321 16S ribosomal 
Firmicutes; 
101192 Bacteria_16S 
strain Z 4493 16S 
Clostridia; 


323254 323140 1 115 

complete sequence 
Halanaerobiales; 

423847 423761 1 


gi 


87 gi 
Bacillaceae; Bacillus. 
585805 585719 1 87 gi 
16S ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
606879 606793 1 87 gi 
Bacillales; Bacillaceae; 
632788 632702 1 87 
ribosomal RNA, partial sequence 
Clostridiales; 
719001 718915 1 


gi 
Eubacteriaceae; 


87 gi 


799136 799050 1 87 
ribosomal RNA, partial sequence 


gi 


831297 831199 6 104 gi 


Firmicutes; 


879500 879390 1 111 


gi 


Prochlorococcus. 


Halanaerobiaceae; 


RNA, partial sequence 


265678845 
322285 323818 Halothermothrix orenii Bacteria; 
Halothermothrix. 
265678772 
422881 424425 Bacillus algicola Bacteria; 


265678662 


ref|NR_029150.1| Halothermothrix orenii 


ref|NR_029077.1| Bacillus algicola 


ref|NR_028967.1| Bacillus barbaricus 


584888 586308 Bacillus barbaricus Bacteria; 


265678647 
605920 607435 Oceanobacillus picturae 
Oceanobacillus. 

265678629 
631874 633351 Acetobacterium tundrae Bacteria; 
Acetobacterium. 
265678569 
complete sequence 718019 719581 Virgibacillus marismortui 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
101192 Bacteria_16S 
strain MOL361 16S 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
101192 Bacteria_16S 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 
haemoperoxidus Bacteria; 
101192 Bacteria_16S 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 
Prochlorococcus marinus subsp. pastoris Bacteria; 


265678513 
798207 799714 Turicibacter sanguinis Bacteria; 


265678492 


Lactobacillales; Enterococcaceae; 
265678459 


ref |NR_028952.1| Oceanobacillus 


ref|NR_028934.1| Acetobacterium tundrae 


ref |NR_028873.1| Virgibacillus 


ref|NR_028816.1| Turicibacter sanguinis 
Turicibacter. 
ref|NR_028795.1] Enterococcus 

830324 831835 Enterococcus 
Enterococcus. 
NR_028762.1| Prochlorococcus 
878614 880078 


ref 


Cyanobacteria; Prochlorales; 


101192 Bacteria_16S 939576 939490 1 87 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

101192 Bacteria_16S 998236 998130 1 107 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
101192 Bacteria_16S 1047001 1046915 1 87 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 


quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 


quisquiliarum Bacteria; 
101192 Bacteria_16S 

1139 16S ribosomal RNA, 
Bacillaceae; 
101192 Bacteria_16S 


Bacillales; 


iheyensis HTE831 


Bacteria; 


Firmicutes; 


Firmicutes; 
101192 Bacteria_16S 
strain 2DT 16S ribosomal RNA, partial sequence 
Bacillales; 
101192 Bacteria_16S 


strain M1063U/93 


Proteobacteria; 
101192 Bacteria_16S 


strain M2000/95/1 


Bacteria; 


101192 Bacteria_16S 


strain LMG 21880 


Firmicutes; 


101192 Bacteria_16S 


mediatlanticus Bacteria; 


Firmicutes; Bacillales; 
1087496 1087410 1 87 
complete sequence 

Bacillus. 
1155555 1155469 1 


gi 


87 gi 
Bacillales; Bacillaceae; 
1297338 1297252 1 87 gi 
Bacillaceae; Bacillus. 


1430908 1430802 1 107 gi 


1443267 14431611 107 gi 
16S ribosomal RNA, partial sequence 


Bacillaceae; 
265678318 
1086532 1088056 Bacillus 


253680753 
16S ribosomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 

219857534 
1296399 12978 


224581435 
16S ribosomal RNA, partial sequence 1429972 14314 
Gammaproteobacteria; Pasteurellales; Pasteurellac 
224581426 
14423 


Cerasibacillus. 


1046039 1047522 Cerasibacillus 


ref|NR_028620.1| Bacillus akibai strain 


akibai Bacteria; Firmicutes; 


ref|NR_028001.1| Oceanobacillus 
00 Oceanobacillus iheyensis HTE831 


ref|NR_025122.1| Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 


ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_027207.1| Actinobacillus scotiae 
29 1443825 Actinobacillus scotiae 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 
1630829 1630743 1 87 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Bacillales; Bacillaceae; Bacillus. 
1681111 1681005 1 107 gi|219878421|ref|NR_025560.1| Vulcanithermus 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 
1688666 1688580 1 87 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 


101192 Bacteria_16S 
strain 6AG 16S ribosomal RNA, partial sequence 


Firmicutes; 


101192 Bacteria_16S 


Bacil 


lales; Bacillaceae; Bacillus. 


1790530 1790444 1 87 gi 


carmonensis strain LMG 20964 16S ribosomal RNA, partial s 


carmonensis Bacteria; 
101192 Bacteria_16S 


Bacillaceae 
87 gi 


Firmicutes; Bacillales; 
1802732 1802646 1 


decolorationis strain LMG 19507 16S ribosomal RNA, partia 


decolorationis Bacteria; 
101192 Bacteria_16S 


necropolis strain 


necropolis Bacteria; 
101192 Bacteria_16S 
strain DSM 497 16S ribosomal RNA, partial sequence 


Firmicutes; 


1687712 16892 


219878342 
equence 
; Virgibacillus. 
219878334 


35 Bacillus saliphilus Bacteria; 


ref|NR_025481.1| Virgibacillus 
1789570 1791087 Virgibacillus 
Bacillus 


ref|NR_025473.1 


1 sequence 1801788 1803290 Bacillus 


Bacillales; 


Bacillaceae; 


Bacillus. 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
1804301 1804215 1 87 gi|219878333|ref|NR_025472.1| Virgibacillus 
LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
1842574 1842488 1 87 gi| 219878307 NR_025446.1] Bacillus halodurans 


1841624 1843132 Bacillus halodurans Bacteria; 


101192 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


101192 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


101192 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; G 


101192 Bacteria_16S 


strain DSM 2665 1 
Proteobacteria; A 


101192 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


101192 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


101192 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


101192 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


1875926 1875820 1 107 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1903575 1903489 1 87 gi 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
1962611 1962505 1 107 gi 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
2014783 2014697 1 87 gi 


gi 


219878284 


1874987 18764 


steurellac 
219878261 


1902626 19040 


219878220 


1961654 19631 


steurellac 
219878186 


6S ribosomal RNA, partial sequence 2013915 20153 


lphaproteobacteria; Rhodobacterales; H 
2087981 2087879 2 104 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2095541 2095455 1 87 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2191053 2190967 1 87 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
2192550 2192464 1 87 gi 
ribosomal RNA, partial sequence 

lales; Bacillaceae; Amphibacillus. 


101192 Bacteria_16S 


sapomandens strai 
sapomandens Bacte 


101192 Bacteria_16S 


strain VP-6 16S r 
Proteobacteria; A 


101192 Bacteria_16S 


strain VP-5 16S r 
Proteobacteria; A 


101192 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


101192 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


101192 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


101192 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


101192 Bacteria_16S 


kanoclasticum s 
alkanoclasticum B 


101192 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


101192 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


101192 Bacteria_16S 


naganoensis strai 
ganoensis Bacte 


101192 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


101192 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


101192 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


101192 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


2429334 2429248 1 87 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2538080 2537994 1 87 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2539485 2539399 1 87 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2600460 2600354 1 107 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2602014 2601908 1 107 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2603568 2603462 1 107 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2628291 2628205 1 87 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2634305 2634220 1 86 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2679660 2679574 1 87 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2726212 2726126 1 87 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2874601 2874515 1 87 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
3041733 3041647 1 87 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3049389 3049303 1 87 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Aerococcaceae; E 
3275948 3275862 1 87 gi 


yphomonada 
219878131 
1 sequence 
sulfurobac 
219878125 


2094597 20961 


219857605 
ence 21901 
illus. 

219857604 


2191612 21930 


219857438 
sequence 

ales; Pept 
219857352 


2537193 25385 


yphomonada 
219857351 


2538597 25399 


yphomonada 
219857268 
al sequenc 
ria; Paste 
219857267 


2601060 26025 


steurellac 
219857266 


2602614 26041 


steurellac 
219857246 
nce 26273 
acillus. 

219857236 
sequence 

coccaceae; 
219857203 
sequence 

ceae; Lent 
219857170 


2725265 27267 


219856875 
sequence 
bacillus. 

219846895 


3040796 30422 


219846889 

30484 

re 
219846737 


6S ribosomal RNA, partial sequence 3275046 32765 


ridia; Clostridiales; Eubacteriaceae; 

3278976 3278890 1 87 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 


101192 Bacteria_16S 


3534961 3534875 1 87 gi 


Acetobacte 
219846735 
quence 


es; Eubact 


mOococcus. 


ref|NR_025423.1 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Haemophilus 
NR_025400.1 


eae; 
ref 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


ref|NR_025359.1 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Pasteurella 
NR_025325.1 


eae; 
ref 


Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


ceae; Hyphomonas 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025264.1 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


ref |NR_025193.1 
08 2191561 Amphib 


ref|NR_025192.1 
37 Amphibacillus 


ref |NR_025026.1 

2428395 242981 
ococcaceae; Desu 
ref |NR_024940.1 


Amphibacillus 
acillus fermentum 


Amphibacillus tropicus 
tropicus Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 
Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


; Hyphomona 
NR_024939.1 


ceae 
ref 


Ss. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


ceae; Hyphomona 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 


ref|NR_024898.1 


Ss. 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia 
NR_024897.1 


eae; 
ref 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


eae; Mannheimia 
ref |NR_024876.1 
22 2628862 Gracil 


ref |NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024831.1 

2678696 268021 
ibacillus. 
ref |NR_024798.1 


Gracilibacillus 
ibacillus halotolerans 


Planomicrobium 
1 Planomicrobium 


Lentibacillus 
9 Lentibacillus 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


ref|NR_024694.1 
2873633 287517 


ref |NR_026487.1 


Pullulanibacillus 
2 Pullulanibacillus 


Facklamia languida 


68 Facklamia languida Bacteria; 


ref |NR_026481.1 
54 3049838 Eremoc 


ref |NR_026329.1 


Eremococcus coleocola 
occus coleocola 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


rium. 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 


219846553 


pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


Acetobacterium 
2 Acetobacterium 
acterium. 


ref |NR_026145.1 
3534017 353553 


Bacillus 
4 Bacillus 


101192 Bacteria_16S 


strain DSM 8722 
Firmicutes; Bacil 
101192 Bacteria 
strain DSM 8721 
Firmicutes; Bacil 
101192 Bacteria 
strain DSM 8720 
Firmicutes; Bacil 
101192 Bacteria_ 
strain DSM 8715 
Firmicutes; Bacil 


101192 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


101192 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


101192 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


101192 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


101192 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


101192 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 


101192 Bacteria_16S 


JMM-4 16S ribosom 
Bacillales; Bacil 


101192 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


101192 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


101192 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


101192 Bacteria_16S 


whittenburyi stra 


Methylococcaceae; 


101192 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


101192 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


101192 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


101192 Bacteria_16S 


strain E-1-A 16S 
Proteobacteria; A 


101192 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


101192 Bacteria_16S 


strain J1 16S rib 
Proteobacteria; A 


101192 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


101192 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


16S 


16S 


16S 


3538086 3538000 1 87 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3539655 3539569 1 87 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3541227 35411411 87 

6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3544338 3544252 1 87 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

3591570 3591456 1 115 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


gi 


gi 


gi 


gi 


3694872 3694766 1 107 gi 
ammaproteobacteria; Pasteurellales; Pa 
3696309 3696203 1 107 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3825560 3825454 1 107 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pasteure 
3861733 3861647 1 87 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
4004535 4004449 1 87 gi 
in BH030062 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
4221840 42217541 87 gi 
al RNA, partial sequence 
laceae; Anaerobacillus. 
131324 131211 1 114 
ribosomal RNA, complete sequence 


gi 


in 1521 of Whittenbury 16S ribosomal R 


Methylobacter. 


osomal RNA, partial sequence 
tes; Clostridia; 


219846551 


3537139 35386 


219846550 


3538695 35402 


219846549 


complete sequence 3540266 35417 


219846547 


complete sequence 3543393 35448 


219846515 
sequence 
ria; Rhodo 


219846441 


6S ribosomal RNA, partial sequence 3693916 36953 


steurellac 
219846439 
ce 36953 
llales; Pa 
219846346 
38245 
llales; Pa 
219846321 


3860745 3862279 Lacto 


219846222 
sequence 
eae; Ponti 
219846060 


4220889 4222400 Bacil 


265678975 


130392 13190 


hrysiogenales; Chrysiogenaceae; Chrysiogenes. 
132911 132830 1 82 gi| 265678974 
ibosomal RNA, complete sequence 131953 13349 
hingobacteria; Sphingobacteriales; Rhodothermace 
190800 190699 1 102 gi| 265678936 
bosomal RNA, partial sequence 189853 19130 
ammaproteobacteria; Methylococcales; Methylococc 
193820 193719 1 102 gi| 265678934 


NA, partia 


ref 


44 Bacillus 


ref 


15 Bacillus 


ref 


87 Bacillus 


ref 


98 Bacillus 


ref 
spir 


ref 


3590670 35921 


NR_026143.1 


NR_026142.1 


NR_026141.1 


NR_026139.1 


NR_026107.1 
4 


illales; Ace 


NR_026032.1 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


eae. 
ref 


71 3696836 Actin 


steu 
ref 


98 3826078 Aviba 


steu 
ref 
baci 


ref 


4003594 40050 


baci 
ref 
lus 


ref 


2 Chrysiogenes 


ref 


5 Rhodothermus 


ae; 
ref 


NR_026030.1 
° 
rellaceae; 
NR_025937.1 
C 
rellaceae; 
NR_025911.1 
llus reuteri 


NR_025812.1 
2 
llus. 
NR_025650.1 
macyae Bacte 


NR_029283.1 


NR_029282.1 


Rhodothermus 
NR_029244.1 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Pontibacillus 
0 Pontibacillus 


Bacillus macyae strain 
ria; Firmicutes; 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Rhodothermus marinus 


marinus Bacteria; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


acea 
ref 
1 se 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 


5 195842 Methy 


ethy 
ref 


e; Methylomi 
NR_029242.1 
quence 


NR_029241.1 
i 
lococcaceae; 
NR_029240.1 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


acea 
ref 


e; Methylomi 
NR_029136.1 


crobium. 
Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


ref 


7 Sphingopyxis 


adac 
ref 


5 765927 Mitsu 


Mit 
ref 


NR_029123.1 


eae; Sphingo 
NR_028840.1 
° 
suokella. 
NR_028838.1 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Mitsuokella 
kella jalaludinii 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


ae; 
ref 


946409 94792 


hold 


195331 195230 1 102 gi| 265678933 
Texas 16S ribosomal RNA, partial sequence 19438 
acteria; Gammaproteobacteria; Methylococcales; M 
196841 196740 1 102 gi| 265678932 
bosomal RNA, partial sequence 195893. 19735 
ammaproteobacteria; Methylococcales; Methylococc 
340398 340313 1 86 gi| 265678831 
ribosomal RNA, partial sequence 339450 34088 
bacillales; Lactobacillaceae; Pediococcus. 
356638 356553 1 86 gi| 265678818 
ribosomal RNA, partial sequence 355741 35715 
lphaproteobacteria; Sphingomonadales; Sphingomon 
765353 765268 1 86 gi| 265678536 
n M9 16S ribosomal RNA, complete sequence 76438 
tes; Clostridia; Clostridiales; Veillonellaceae; 
768336 768223 1 114 gi| 265678534 
osomal RNA, partial sequence 767437 76891 
lphaproteobacteria; Rhizobiales; Hyphomicrobiace 
947355 947274 1 82 gi| 265678414 
rain 2Kl1 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Betaproteobacteria; Burk 
1164691 1164606 1 86 gi| 228720667 


ref 


Devosia. 
NR_028716.1 
2 


eriales; Co 


Hydrogenophaga 
Hydrogenophaga 


mamonadaceae; 


NR_027596.1 


Mitsuokella multacida 


1163739 1165249 Mitsuokella multacida DSM 20544 
Clostridiales; Veillonellaceae; Mitsuokella. 


101192 Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 


Dethiosulfovibrio. 
101192 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


101192 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


101192 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


101192 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


101192 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


101192 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


101192 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


101192 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


101192 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


101192 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


101192 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


101192 Bacteria_16S 


AS145 16S ribosom 
Alphaproteobacter 


101192 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


101192 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


101192 Bacteria_16S 


strain 25-4 16S r 
Proteobacteria; G 


101192 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


101192 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


1172276 1172191 1 86 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 


1653665 1653552 1 114 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1850236 1850123 1 114 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


1918467 1918382 1 86 gi 
bacillales; Lactobacillaceae; Pediococ 
2013323 2013238 1 86 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2093996 2093883 1 114 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2184887 2184774 1 114 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


2625203 2625091 1 114 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


2885454 2885369 1 86 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

3110933 3110820 1 114 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3274439 32743541 86 gi 


gi 


ridia; Clostridiales; Eubacteriaceae; 
3315514 33154011 114 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3788979 3788874 1 106 gi 
al RNA, partial sequence 
ia; Rickettsiales; Anaplasmataceae; Eh 
3837508 3837408 1 101 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3958703 3958618 1 86 gi 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
4000012 3999899 1 114 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
4083293 4083208 1 86 gi 
2301083 16S ribosomal RNA, partial seq 
a; Firmicutes; Bacillales; Paenibacill 
47772 47688 1 85 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 


101192 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


101192 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


101192 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


101192 Bacteria_16S 
antarctica strain NF3 16S ribosomal RNA, partial sequence 


60019 59907 L 113 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; 
61567 61455 

osomal RNA, partial 
ammaproteobacteria; Xanthomonadales; xX 
79451 79367 1 85 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


Xanthomonadales; X 
1 113 gi 
sequence 


82432 82348 a 85 gi 


1652728 16542 


16S ribosomal RNA, partial sequence 1917484 19190 


2884576 28858 


6S ribosomal RNA, partial sequence 3273522 32749 


3314589 33160 


3788062 3789489 Ehrli 


3836584 38380 


3999120 40005 


59080 


60630 


228719312 
ence 11713 
istia; Syn 


219878439 


anthomonad 
219878302 
equence 

ia; Xantho: 


219878249 


cus. 
219878187 
al sequenc 
ria; Rhodo 
219878126 
sequence 

teria; Xan 


219857609 
quence 
ia; Xantho 


v 


219857248 
al sequenc 
acteria; X 


219856866 


Sphingomon 
219846848 
equence 
tridiales; 
219846738 


Eubacteriu 
219846710 


eta. 
219846371 


rlichia. 
219846337 


Halomonad 
219846253 
quence 
ctobacilla 
219846225 


anthomonad 
219846164 
uence 

aceae; Pae 
265679032 
nce 46828 
irillales; 
265679024 
60579 
anthomonad 
265679023 
62129 
anthomonad 
265679011 
equence 
cteria; 


Ps 


mM. 


eudo: 


ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_025578.1 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


aceae; Thermomon 
ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


ref|NR_025388.1 


as. 
Thermomonas 

8 Thermomonas 

omonadaceae; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025265.1 

2093069 209454 
thomonadales; Xa 
ref/NR_025198.1 
183928 218546 
monadales; Xanth 


ND 


ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref |NR_026330.1 


Hyphomonas 
4 Hyphomonas 
omonadaceae; 

Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Hyphomonas. 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Rhodanobacter 
6 Rhodanobacter 


Xanthomonadaceae; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


ref |NR_026302.1 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


ref 
chia 


NR_025962.1 
muris Bacte 


ref|NR_025927.1 


Ehrlichia muris strain 
ria; Proteobacteria; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


aceae; Halomonas 
ref|NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref|NR_025815.1 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


acea 
ref 


e; Silanimon 
NR_025754.1 
2 
cillus. 
NR_029340.1 
48321 Alcani 
anivoracacea 
NR_029332.1 


as. 
Paenibacillus 
2 Paenibacillus 


Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


acea 
ref 


e; Xanthomon 
NR_029331.1 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


aceae; Xanthomon 
ref|NR_029319.1 
78587 79994 


monadales; P 


265679009 
81499 


as. 
Pseudomonas 
Pseudomonas 
seudomonadaceae; 


ref |NR_029317.1 
83011 Pseudo 


Pseudoalteromonas 
alteromonas antarctica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


101192 Bacteria_16S 
strain Z-7937 16S 
Clost 
101192 Bacteria_16S 
kaustophilus stra 
kaustophilus Bact 
101192 Bacteria_16S 
strain LC 1 16S r 
Clost 


Firmicutes; 


Firmicutes; 


101192 Bacteria_16S 
sulfurreducens st 
sulfurreducens Ba 


Geobacter. 


101192 Bacteria_16S 
actinomycetemcomi 


Pasteurellales; 


101192 Bacteria_16S 
strain OK2 16S ri 


Proteobacteria; 


101192 Bacteria_16S 
asymbiotica subsp 


Proteobacteria; 


101192 Bacteria_16S 
rhizosphaerae str 
rhizosphaerae Bac 


Pseudomonas. 


101192 Bacteria_16S 
strain CFBP 2022 


Proteobacteria; 


101192 Bacteria_16S 
palleroniana stra 
palleroniana Bact 


Pseudomonas. 


101192 Bacteria_16S 
strain DLE411J 16 


Proteobacteria; 


101192 Bacteria_16S 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequen 
Proteob 
101192 Bacteria_16S 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, 
marinisedimentorum Bacteria; 
101192 Bacteria_16S 
aerosaccus strain 
Proteob 
101192 Bacteria_16S 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas. 
101192 Bacteria_16S 


Bacteria; 


Bacteria; 


strain P 513/19 
Proteobacteria; 


101192 Bacteria_16S 


strain P 527/13 
Proteobacteria; 


101192 Bacteria_16S 


strain P 538/23 
Proteobacteria; 


101192 Bacteria_16S 
strain S-606 16S 


Proteobacteria; 


Proteobacteria; 


101192 Bacteria_16S 


ibosomal RNA, partial sequence 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
400633 400549 1 85 gi 


G 


; Enterobacteriaceae; Photorhabdus. 


434728 434644 1 85 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
445495 445411 1 85 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


gi 


G 


457847 457763 1 85 gi 


Gammaproteobacteria; Pseudomonadales; P 
459299 459215 1 85 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


471396 471312 1 85 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
488324 488240 1 85 gi 


gi 


G 


acteria; Gammaproteobacteria; Oceanosp 
515802 515718 1 85 gi 


Proteobacteria; Gammaprote 
528119 528035 1 85 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
547885 547801 1 85 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 
555589 555505° 1 85 gi 
BS 
Gammaproteobacteria; Pseudomonadales; P 
557131 557047 1 85 gi 
1 
Gammaproteobacteria; Pseudomonadales; P 
558675 558591 1 85 gi 
1 
Gammaproteobacteria; Pseudomonadales; P 
575337 575253 1 85 gi 
ribosomal RNA, partial sequence 
G 
587312 587228 1 85 


ribosomal RNA, partial sequence 


gi 


G 


243690 24511 


384340 38587 
seudomonad 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriales 
101192 Bacteria_16S 


strain TF-27 16S 433793 43528 


16S ribosomal RNA, partial sequence 456977 45835 


470446 47199 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


574450 57581 
ammaproteobacteria; Pseudomonadales; Moraxellace 
101192 Bacteria_16S 
strain Iso-46 16S 586359 58785 


ammaproteobacteria; Pseudomonadales; Moraxellace 


265678788 


265678765 


hewanellac 
265678758 
quence 
eria; Pseu 
265678746 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


seudomonad 
265678726 
ce 48737 
irillales; 
265678708 
partial se 
obacteria; 
265678700 

52719 
nadales; M 
265678687 
ial sequen 
cteria; Al 


265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678669 


265678661 


613082 612998 1 85 gi 


91463 91379 1 85 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 
220143 220044 1 101 gi|265678916|ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
244669 244585 1 85 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


ridia; Clostridiales; Veillonellaceae; Megasphaera. 
280708 280596 1 113 gi| 265678873 |ref|NR_029179.1| Geobacter 
rain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
292976 292892 1 85 gi|265678865|ref|NR_029171.1| Aggregatibacter 
tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 
Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 
Pasteurellaceae; Aggregatibacter. 
385291 385207 1 85 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029093.1] Photorhabdus 
rtial sequence 399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029070.1| Shewanella gaetbuli 

9 Shewanella gaetbuli Bacteria; 

eae; Shewanella 

ref|NR_029063.1 
444544 446074 

domonadales; Pse 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref|NR_029050.1] Pseudomonas 
458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref |NR_029031.1| Marinomonas 
1 488866 Marinomonas ushuaiensis 
Marinomonas. 
ref|NR_029013.1 
quence 514864 
Reinekea. 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref |NR_028992.1 
ce 546976 548458 
teromonadales; P 


Reinekea 
516365 Reinekea 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 

ref|NR_028986.1| Pseudomonas poae 

2 Pseudomonas poae Bacteria; 

aceae; Pseudomonas. 

ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 

ref|NR_028974.1| Psychrobacter pulmonis 
2 Psychrobacter pulmonis Bacteria; 

ae; Psychrobacter. 

ref|NR_028966.1| Psychrobacter faecalis 
4 Psychrobacter faecalis Bacteria; 

ae; Psychrobacter. 


265678643 


ref|NR_028948.1] Psychrobacter 


nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


101192 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


101192 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


101192 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


101192 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


101192 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


101192 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


101192 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


101192 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


640476 640392 1 85 

ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
655564 655480 1 85 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


gi 


660075 659991 1 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
666213 666129 1 85 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
670663 670579 1 85 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
672245 672161 1 85 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


85 gi 
Mo 
gi 


699515 699416 1 101 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
711198 711114 1 85 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 


gi 


101192 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


101192 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


101192 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


101192 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


101192 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


101192 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


101192 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


101192 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


101192 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


101192 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


101192 Bacteria_16S 
OM 16S ribosomal RNA, 
Clostridiales; 
1004263 1004179 1 


Sapovorans strain 
Bacteria; Firmicu 


101192 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


101192 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


785364 785280 1 85 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


791493 791409 1 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
805278 805194 1 85 gi 


85 gi 


16S ribosomal RNA, partial sequence 804384 80579 


ridia; Clostridiales; Veillonellaceae; 
867684 867572 1 113 gi 


16S ribosomal RNA, partial sequence 866725 86827 


ammaproteobacteria; Xanthomonadales; X 
938026 937942 1 85 gi 
KMM 162 16S ribosomal RNA, partial seq 


a; Proteobacteria; Gammaproteobacteria; 


953592 953508 1 85 gi 
in CA 1 16S ribosomal RNA, partial seq 


639529 64105 


659171 660617 Morax 


665236 66673 


669757 67122 


698584 69993 


complete sequence 790537 79204 


eria; 


955152 955068 


6S ribosomal RNA, partial sequence 954207 95569 


Proteobacteria; 


Betaproteobacter 


1 85 gi 


etaproteobacteria; Burkholderiales; Co: 


961274 961190 

16S ribosomal RNA, 
ammaproteobacteria; 
965901 965817 


1 85 gi 
complete sequence 

Pseudomonadales; P 
z 85 gi 


is strain DV 16S ribosomal RNA, partia 


is Bacteria; 


967485 967385 
osomal RNA, partial 
ammaproteobacteria; 
993583 993499 
tes; Clostridia; 


16S ribosomal RNA, 
ammaproteobacteria; 


Proteobacteria; 


1005787 1005703 1 


Gammaprot 


1 
sequence 
Oceanospirillales; 

1 85 gi 
complete sequen 
Syntro 
85 gi 
partial sequence 
Enterobacteriales; 
85 gi 


101 gi 


ain F12-50-Al 16S ribosomal RNA, parti 


teria; 


101192 Bacteria_16S 
strain OK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Proteobacteria; 


1010274 1010190 1 


Gammaproteobact 


85 gi 


966531 96793 


265678624 


seudomonad 
265678613 
uence 
eria; Pseu 
265678609 


raxella. 
265678605 


eae; Pelos 
265678602 


265678601 
ial sequen 
obacteria; 


265678583 


matiaceae; 
265678575 

71023 
oritellace 
265678522 
1 sequence 
ria; Pseud 


265678518 


sychromona 
265678509 


Anaeroglo 
265678467 


anthomonad 
265678420 
uence 

; Alteromo 
265678410 
uence 

ia; Burkho 


265678409 


mamonadace 
265678404 

96032 
seudomonad 
265678401 
1 sequence 
eobacteria 


265678400 


Halomonad 
265678382 
ce 99261 
phomonadac 
265678375 

10033 
Enterobac 
265678374 
al sequenc 
eria; Alte 


ref 


acea 
ref 


domo 


ref 
ella 


; Vi 
ref 


acea 
ref 


eae; 
ref 


teri 
ref 


romo 


265678371 


ref 


e; Pseudomo 


nadales; Mo 


canis Bact 


brionales; V 
NR_028702.1 


e; Halomonas 
NR_028684.1 


4 994134 Syntro 


Syntrophomo 
NR_028677.1 


52 1004810 Kluyve 


aceae; Kluyv 
NR_028676.1 


e 1004861 100630 


nadales; Pse 


NR_028929.1 
6 Pseudomonas kilonensis Bacteria; 


NR_028918.1 
654656 656081 


NR_028914.1 


n 


r 


e 


Pseudomonas kilonensis 


as. 
Psychrobacter 
Psychrobacter 

axellaceae; 


Moraxella canis strain 
ria; Proteobacteria; 


ref|NR_028910.1| Pelospora glutarica 
5 Pelospora glutarica Bacteria; 
pora. 

ref|NR_028907.1| Marinitoga camini 


5 Marinitoga camini Bacteria; 


ref|NR_028906.1] Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 
Thiocystis. 
ref|NR_028880.1| Moritella viscosa 
9 711741 Moritella viscosa Bacteria; 
ae; Moritella. 
ref|NR_028826.1| Pseudomonas 
784432 785869 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_028821.1| Psychromonas arctica 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 
ref|NR_028812.1| Anaeroglobus geminatus 
1 Anaeroglobus geminatus Bacteria; 
bus. 
ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
aceae; Xanthomonas. 
ref|NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 
nadales; Pseudoalteromonadaceae; 
ref|NR_028712.1| Simplicispira 
952645 954156 Simplicispira 
lderiales; Comamonadaceae; 
ref|NR_028711.1| Giesbergeria sinuosa 
7 Giesbergeria sinuosa Bacteria; 
ae; Giesbergeria. 
ref|NR_028706.1| Pseudomonas veronii 
3 961843 Pseudomonas veronii Bacteria; 
aceae; Pseudomonas. 
ref|NR_028703.1| Salinivibrio costicola 
964933 966480 Salinivibrio costicola 


ibrionaceae; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


NR_028673.1 


Shewanella. 


Shewanella algae 


1009316 1010853 Shewanella algae Bacteria; 
Shewanellaceae; 


101192 Bacteria_16S 


strain SB2B 16S r 


Proteobacteria; 
101192 Bacteria_16S 


G 


strain GP1ll 16S r 


Proteobacteria; 
101192 Bacteria_16S 


G 


199/55 16S riboso: 
Gammaproteobacter 


101192 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; 
101192 Bacteria_16S 
16S ribosomal 


L-3 


G 


Gammaproteobacter 


1192 Bacteria_16S 


insulare strain K 


Bacteria; 


Proteob 
101192 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


101192 Bacteria_16S 


psychrophila stra 


Bacteria; 


Proteob 
101192 Bacteria_16S 


strain DB21MT-5 1 


Proteobacteria; 
101192 Bacteria_16S 


G 


dehalogenans 2CP- 


2CP-1 Bacteria; 


P 


Anaeromyxobacter. 


101192 Bacteria_16S 


strain JT7304 16S 


Proteobacteria; 
101192 Bacteria_16S 


G 


acetiphilus DSM 1 


12809 Bacteria; 
101192 Bacteria_16S 


D 


1011824 10117401 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1013319 1013235 1 85 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
1014815 10147311 85 gi 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1016311 10162271 85 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
1017808 1017724 1 85 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
1051563 1051479 1 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1065193 1065109 1 85 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1089058 1088974 1 85 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1111729 1111645 1 85 gi 
6S ribo 
ammapro 
1120824 1120712 1 
1 16S r 
roteoba 


85 gi 


Ss 
gi 


Mo 
gi 


113 gi 
ibosomal RNA, partial sequence 
cteria; Deltaproteobacteria; My 


1152574 11524901 85 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1196508 1196424 1 85 gi 
2809 16S ribosomal RNA, partial sequen 
eferribacteres; Deferribacterales; Def 
1276290 1276190 1 101 gi 


gi 


sarecensis strain LV4 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 


101192 Bacteria_16S 
juglandis strain LMG 747 16S ribosomal RNA, partial 
juglandis Bacteria; Proteobacteria; Gammaproteobact 


pv. 
pv. 
Xanthomonas. 


101192 Bacteria_16S 
9799 16S ribo 


DSM 


Proteobacteria; 
101192 Bacteria_16S 
denitrificans str 
denitrificans OS2 


Shewanella. 


101192 Bacteria_16S 
strain KA3 16S ri 


Thermotogae; 


101192 Bacteria_16S 
ulvae strain UL12 
Proteob 
Pseudoalteromonas 
101192 Bacteria_16S 
strain LMG 2210 1 
Proteobacteria; 
101192 Bacteria_16S 
maritimus strain 
Proteob 
101192 Bacteria_16S 
strain R7 16S rib 
Proteobacteria; 
101192 Bacteria_16S 
bryozoorum strain 
Proteob 
101192 Bacteria_16S 


Bacteria; 


Bacteria; 


Bacteria; 


G 


Ther 


G 


G 


1312481 1312369 1 113 gi 


1343220 1343136 1 85 gi 
ammaproteobacteria; Alteromonadales; F 
1385570 1385486 1 85 gi 
ain 0S217 16S ribosomal RNA, partial s 


17 Bacteria; Proteobacteria; Gammaprot 


1396047 1395963 1 85 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1403476 1403392 1 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


gi 


1415482 1415398 1 85 gi 
ammaproteobacteria; Pseudomonadales; P 
1423160 1423076 1 85 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1446320 1446236 1 85 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1462806 1462722 1 85 gi 

50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


1470417 1470333 1 85 gi 


6S ribosomal RNA, partial sequence 14145521 


14453911 


265678370 


1010904 10123 


hewanellac 
265678369 


1012401 10138 
Moraxellace 


265678368 


1013897 1015342 Morax 


raxella. 
265678367 


1015393 10168 
Moraxellace 


265678366 


1016889 1018335 Morax 


raxella. 
265678343 
10506 
irillales; 
265678334 
sequence 
ria; Ocean 
265678317 
ence 10881 
nadales; P 
265678301 


somal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; Moritellace 


228716127 
11198 
xococcales 


253680755 


1151622 11530 


sychromona 
228715574 
ce 11955 
erribacter 
219846179 
ce 12753 
irillales; 
228721465 
sequence 
eria; Xant 


228721107 


somal RNA, partial sequence 1342254 1343799 Ferri: 


errimonada 
228716834 
equence 


228715882 


1395106 13965 


219857444 
14026 
nadales; P 


224581448 
4160 
seudomonad 
224581443 
ence 14222 
nadales; M 
224581423 
4468 
oraxellace 
224581411 
ence 14618 
nadales; A 


eobacteria; 


ref 


NR_028672.1 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


eae; 
ref 


Shewanella. 
NR_028671.1 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


ae; 
ref 


ella 


ref 


Moraxella. 
NR_028670.1 
ovis Bacter 


NR_028669.1 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


ae; 
ref 


ella 


ref 


31 1052062 Marin 
inospirillum. 


Mar 
ref 


1064282 10657 
ospi 


ref 


07 1089634 Pseudo 
seudomonadaceae 


ref 


Moraxella. 
NR_028668.1 
bovis Bacte 


NR_028645.1 
fe) 


NR_028636.1 
0 
rillales; Ma 
NR_028619.1 


, 


NR_028602.1 


Moraxella bovis strain 
ria; Proteobacteria; 


Marinospirillum 
spirillum insulare 


Marinomonas 
0 Marinomonas 
rinomonas. 
Pseudomonas 
monas psychrophila 
Pseudomonas. 
Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


ae; 
ref 


56 1121404 Anaer 
Cy 


v 


ref 


67 Psychromonas 


dace Psychromonas. 


ref 


65 1197080 Denit 


acea 
ref 


63 1276810 Chromo 


Hal 
ref 


1311542 13130 
homo 


ref 


mona 


ceae 
ref 


1384632 13861 


Al 


v 


ref 


Moritella. 
NR_027547.1 
fo} 
stobacterine 
NR_028003.1 


ae; 
NR_027535.1 
© 
e; Denitrovi 
NR_025769.1 
omonadaceae; 
NR_027606.1 
4 
nadales; Xan 
NR_027602.1 
s balearica 
; Ferrimonas 
NR_027556.1 
3 
teromonadale 


NR_027541.1 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Psychromonas kaikoae 


kaikoae Bacteria; 


Denitrovibrio 

ovibrio acetiphilus DSM 

brio. 

Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Xanthomonas arboricola 

3 Xanthomonas arboricola 

thomonadaceae; 


Ferrimonas balearica 

DSM 9799 Bacteria; 
Shewanella 

1 Shewanella 

s; Shewanellaceae; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


ref 


05 1403959 Pseudo 
seudoalteromona 


ref 


NR_025032.1 


NR_027230.1 


d 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


acea 


ref 


15 1423690 Psych 
orax 


ref 


81 Psychrobacter 
ae; 


ref 


e; Pseudomon 
NR_027225.1 
r 
ellaceae; Ps 
NR_027204.1 


Psychrobacte 
NR_027192.1 


62 1463368 Marino 


lter 


224581406 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 


ref 


omonadaceae; 


as. 
Psychrobacter 

obacter maritimus 
ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 

rs 

Marinobacter 

bacter bryozoorum 
Marinobacter. 


NR_027187.1 


Psychrobacter 


1469465 1470990 Psychrobacter 


pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 


101192 Bacteria_16S 1512593 1512509 1 85 gi|219878127|ref|NR_025266.1| Histophilus somni 
strain 8025 16S ribosomal RNA, partial sequence 1511717 1513077 Histophilus somni Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 

101192 Bacteria_16S 1571431 1571331 4 104 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
101192 Bacteria_16S 1608287 1608203 1 85 gi|219878471|ref|NR_025610.1| Shewanella 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 1608812 Shewanella 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

101192 Bacteria_16S 1641458 1641374 1 85 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

101192 Bacteria_16S 1643020 1642936 1 85 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

101192 Bacteria_16S 1644581 1644497 1 85 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 1645153 Pseudomonas antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

101192 Bacteria_16S 1655212 1655100 1 113 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

101192 Bacteria_16S 1694900 1694816 1 85 gi|219878411|ref|NR_025550.1| Pseudomonas cannabina 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 1695461 Pseudomonas cannabina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

101192 Bacteria_16S 1696444 1696360 1 85 gi|219878410|ref|NR_025549.1| Pseudomonas tremae 
strain TOl 16S ribosomal RNA, partial sequence 1695512 1697005 Pseudomonas tremae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

101192 Bacteria_16S 1722442 1722358 1 85 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

101192 Bacteria_16S 1723983 1723899 1 85 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

101192 Bacteria_16S 1754394 17543101 85 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

101192 Bacteria_16S 1755954 1755870 1 85 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

101192 Bacteria_16S 1757525 1757441 1 85 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 


Proteobacteria; G 


101192 Bacteria_16S 


marincola strain 
marincola Bacteri 


101192 Bacteria_16S 


submarinus strain 
submarinus Bacter 


101192 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


101192 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


101192 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


101192 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 


101192 Bacteria_16S 


ammaproteobacteria; Alteromonadales; P 
1825829 1825745 1 85 gi 
KMM 277 16S ribosomal RNA, partial seque 
a; Proteobacteria; Gammaproteobacteria; 
1827307 1827223 1 85 gi 

KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1847154 1847070 1 85 gi 
train NF22 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


sy 


qu 
a; 


se 
ct 


1929215 19291311 85 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1930751 1930667 1 85 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
2041868 2041756 1 113 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


gi 


or 


or 


1 
te 


chrom 


nce 
Pseud 


ence 


quenc 
eria; 


itell 


itell 


seque 
ria; 


2043426 20433141 113 gi 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Stenotrophomonas. 


ona 


219878319 


omo 


219878318 


Pseudomonad 
219878304 


e 
Al 


219878242 
1928261 19297 


ace 


219878241 
1929813 19313 


ace 


219878167 


nce 
Xan 


daceae; Psychromonas. 
ref|NR_025458.1] Psychrobacter 

1824887 1826314 Psychrobacter 
nadales; Moraxellaceae; Psychrobacter. 
ref|NR_025457.1] Psychrobacter 

1826365 1827792 Psychrobacter 
ales; Moraxellaceae; Psychrobacter. 
ref|NR_025443.1] Shewanella 

1846218 1847712 Shewanella 
teromonadales; Shewanellaceae; 


ref|NR_025381.1| Moritella profunda 

62 Moritella profunda Bacteria; 

ae; Moritella. 

ref|NR_025380.1| Moritella abyssi 

09 Moritella abyssi Bacteria; 

ae; Moritella. 

ref |NR_025306.1 
2040918 204243 

thomonadales; Xa 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


219878166 


ref|NR_025305.1] Stenotrophomonas 
2042490 2044002 Stenotrophomonas 


101192 Bacteria_16S 2086446 2086362 1 


85 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


101192 Bacteria_16S 2092444 20923601 


85 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


101192 Bacteria_16S 
elongatus strain 


2116829 2116745 1 


Microbulbifer. 
101192 Bacteria_16S 2138002 2137918 1 
salipaludis strain SM-1 
Bacteria; Proteobacteria; 
101192 Bacteria_16S 2143994 21439101 


strain Ps 9-14 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
101192 Bacteria_16S 2145499 21454151 


umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


umsongensis Bacteria; 
Pseudomonas. 
101192 Bacteria_16S 


Proteobacteria; 


2175842 2175758 1 


strain YKJ-103 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
101192 Bacteria_16S 2189493 2189409 1 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


101192 Bacteria_16S 
extremorientalis 
extremorientalis 
Pseudomonas. 

101192 Bacteria_16S 


2219730 2219646 1 
Bacteria; 


2224171 2224087 1 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 22232 
Thermodesulfobacteriales; 


15286 Bacteria; Thermodesulfobacteria; 
Thermodesulfatator. 


101192 Bacteria_16S 2231822 2231722 4 


guaymasensis strain H2 16S ribosomal RNA, partial sequence 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; 


101192 Bacteria_16S 2234886 2234802 1 


costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


costantinii Bacteria; 
Pseudomonas. 
101192 Bacteria_16S 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
101192 Bacteria_16S 


Proteobacteria; 


2271723 2271639 1 


2273195 22731111 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 


issachenkonii Bacteria; 
Pseudoalteromonas. 
101192 Bacteria_16S 


Proteobacteria; 


2291391 2291307 1 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
101192 Bacteria_16S 
strain ACEM 9 16S 


Proteobacteria; 


2294455 22943711 


101192 Bacteria_16S 2318542 2318430 1 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


Bacteria; 


101192 Bacteria_16S 2320134 2320022 1 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 


acidaminiphila Bacteria; 
Stenotrophomonas. 
101192 Bacteria_16S 


Proteobacteria; 


2321686 2321602 1 


strain CFML 97-391 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


101192 Bacteria_16S 2323238 23231541 


strain CFML 97-514 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


101192 Bacteria_16S 2363999 2363915 1 


Proteobacteria; 


85 


DSM 6810 16S ribosomal RNA, partial sequence 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 


85 


16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; Alteromonadales; 


85 


Pseudomonadales; Pseudomonad 


85 


85 


Pseudomonadales; Moraxellace 


85 


85 


strain KMM 3447 16S ribosomal RNA, partial seque 
Gammaproteobacteria; P 


85 


104 


85 


85 


KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


85 


Gammaproteobacteria; Alte 


85 


Gammaproteobacteria; 


85 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


113 


113 


gi|219878132 
2085504 20870 
Alcanivor 
gi|219878128 
2091488 20930 


gi|219857657 


gi|219857643 


gi| 219857639 
2143068 21445 


gi| 219857638 


Pseudo: 


gi|219857616 
2174910 21764 


gi| 219857606 


gi|219857586 


gi|219857583 


219857578 
22309 
Persephone 
219857576 


gi 


gi 
219857552 


gi 


219857551 
sequence 


gi 


219857538 
sequence 
Alter 


gi 


gi|219857535 
2293525 22949 


gi| 219857517 


gi|219857516 


Alteromonadaceae; 


Pseudomonadales; 


ref|NR_025271.1| Alcanivorax jadensis 
02 Alcanivorax jadensis Bacteria; 
acaceae; Alcanivorax. 

ref|NR_025267.1| Shewanella baltica 
18 Shewanella baltica Bacteria; 


eae; Shewanella. 
ref|NR_025246.1| Microbulbifer 
2115900 2117390 Microbulbifer 


nadales; Alteromonadaceae; 
ref |NR_025232.1| Microbulbifer 
73 2138564 Microbulbifer salipaludis 
Microbulbifer. 
ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_025227.1] Pseudomonas 

2144573 2146027 Pseudomonas 
monadales; Pseudomonadaceae; 


ref|NR_025205.1| Psychrobacter jeotgali 
03 Psychrobacter jeotgali Bacteria; 

ae; Psychrobacter. 

ref|NR_025195.1| Shewanella fidelis 

57 Shewanella fidelis Bacteria; 


eae; Shewanella. 
ref|NR_025174.1] Pseudomonas 
nce 2218792 2220307 Pseudomonas 


seudomonadales; Pseudomonadaceae; 


ref|NR_025171.1| Thermodesulfatator 
20 2224715 Thermodesulfatator indicus 
Thermodesulfobacteriaceae; 


DSM 


ref|NR_025166.1| Persephonella 

13 2232371 Persephonella guaymasensis 

Llas 

ref|NR_025164.1| Pseudomonas 
2233956 2235447 Pseudomonas 

Pseudomonadaceae; 


ref|NR_025140.1] Pseudoalteromonas 
90 2272278 Pseudoalteromonas ruthenica 
seudoalteromonadaceae; 


ref|NR_025139.1| Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 
2290487 2291969 Pseudoalteromonas 
omonadales; Pseudoalteromonadaceae; 


ref|NR_025123.1| Shewanella olleyana 
83 Shewanella olleyana Bacteria; 
Shewanella. 
ref|NR_025105.1| Pseudoxanthomonas 
82 2319121 Pseudoxanthomonas mexicana 
anthomonadaceae; Pseudoxanthomonas. 
Stenotrophomonas 
2319172 2320713 Stenotrophomonas 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


85 


85 


85 


219857515 
23207 


gi 


219857514 
23223 


gi 


ref|NR_025103.1| Pseudomonas brenneri 
64 2322265 Pseudomonas brenneri Bacteria; 
aceae; Pseudomonas. 

ref|NR_025102.1| Pseudomonas grimontii 
16 2323816 Pseudomonas grimontii 
seudomonadaceae; Pseudomonas. 


gi| 219857485 


ref|NR_025073.1| Haemophilus felis 


strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 2364576 Haemophilus felis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


101192 Bacteria_ 


quisquiliarum st 
quisquiliarum Ba 
Methylosarcina. 


101192 Bacteria_ 


strain AML-C10 1 
Proteobacteria; 


101192 Bacteria_ 


strain KMM 3299 
Proteobacteria; 


101192 Bacteria_ 


maricaloris stra 
maricaloris Bact 
Pseudoalteromona 


101192 Bacteria_ 


thivervalensis s 


thivervalensis Ba 


Pseudomonas. 


101192 Bacteria_ 


strain ATCC 4973 
Proteobacteria; 


101192 Bacteria_ 


palleronii strai 


palleronii Bacter 
101192 Bacteria_ 


strain CIP 
Bacteria; 
101192 Bact 
strain CIP 10547 
Proteobacteria; 
101192 Bact 
strain CIP 10525 
Proteobacteria; 
101192 Bact 
strain CIP 10527 
Proteobacteria; 


10546 


101192 Bacteria_ 


strain CFML 96-1 
Proteobacteria; 


101192 Bacteria_ 


strain CIP 10466 
Bacteria; 


101192 Bacteria_ 


strain CIP 10488 
Bacteria; 


101192 Bacteria_ 


strain CFML 96-1 
Bacteria; 


101192 Bacteria_ 


strain CIP 10527 
Proteobacteria; 


101192 Bacteria_ 


strain CIP 10546 
Bacteria; 


101192 Bacteria_ 


strain P925 16S 
Proteobacteria; 


101192 Bacteria_ 


strain ATCC 5160 
Proteobacteria; 


101192 Bacteria_ 
strain CDC 2991- 


Proteobacteria; 


101192 Bacteria_ 
succinogenes stra 
succinogenes Bact 


Actinobacillus. 


101192 Bacteria_ 


Proteob 
eria_ 


eria_ 


eria_ 


Proteob 


Proteob 


Proteob 


Proteob 


219857452 
sequence 
eria; Meth 


16S 2412638 2412554 1 85 gi 
ain AML-D4 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


r 
Cc 


16S 2414203 2414119 1 85 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococc 
16S 2442999 2442915 1 85 gi| 219857424 
16S ribosomal RNA, partial sequence 2442080 24435 
Gammaproteobacteria; Alteromonadales; Shewanellac 
16S 2447584 2447500 1 85 gi| 219857421 
n KMM636 16S ribosomal RNA, partial sequence 

ria; Proteobacteria; Gammaproteobacteria; Altero 


gi|219857451 
2413261 24147 


i 
e 
s 
16S 
t 


, 


219857363 
sequence 
teria; Pse 


2521611 2521527 1 85 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


16S 2529163 2529079 1 85 gi| 219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 
16S 2543662 2543578 1 85 gi| 219857348 
CCUG 20334 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; Burkhold 
16S 2555917 2555833 1 85 gi| 219857340 
9 16S ribosomal RNA, partial sequence 25549 
acteria; Gammaproteobacteria; Pseudomonadales; P 
16S 2557483 2557399 1 85 gi| 219857339 
0 16S ribosomal RNA, partial sequence 25565 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 
16S 2562109 2562025 1 85 gi| 219857336 
9 16S ribosomal RNA, partial sequence 25611 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 
16S 2571242 2571158 1 85 gi| 219857287 
4 16S ribosomal RNA, partial sequence 25702 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 
16S 2580363 2580279 1 85 gi| 219857281 
98 16S ribosomal RNA, partial sequence 25794 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 
16S 2581929 2581845 1 85 gi| 219857280 
4 16S ribosomal RNA, complete sequence 25809 
acteria; Gammaproteobacteria; Pseudomonadales; P 
16S 2583499 2583415 1 85 gi| 219857279 
3 16S ribosomal RNA, partial sequence 25825 
acteria; Gammaproteobacteria; Pseudomonadales; P 
16S 2585068 2584984 1 85 gi| 219857278 
70 16S ribosomal RNA, partial sequence 25841 
acteria; Gammaproteobacteria; Pseudomonadales; P 
16S 2595906 2595822 1 85 gi|219857271 
3 16S ribosomal RNA, partial sequence 25949 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 
16S 2597472 2597388 1 85 gi| 219857270 
0 16S ribosomal RNA, complete sequence 25965 
acteria; Gammaproteobacteria; Pseudomonadales; P 
16S 2605122 2605038 1 85 gi| 219857265 
ribosomal RNA, partial sequence 2604168 26056 
Gammaproteobacteria; Pasteurellales; Pasteurellac 
16S 2620664 2620580 1 85 gi| 219857252 
3 16S ribosomal RNA, partial sequence 26197 
Gammaproteobacteria; Enterobacteriales; Enterobac 
16S 2637357 2637273 1 85 gi| 219857233 
81 16S ribosomal RNA, partial sequence 26364 
Gammaproteobacteria; Enterobacteriales; Enterobac 
16S 2638935 2638851 1 85 gi| 219857232 
in 130Z 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Gammaproteobacteria; 


n 


Paste 


16S 2715499 2715415 1 85 gi| 219857178 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 


yloc 


eae; 


mona 


ref|NR_025040.1 
2411699 241321 
occales; Met 


ref |NR_025039.1 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


acea 
ref 


e; Methylosa 
NR_025012.1 


rcina. 
Shewanella japonica 


41 Shewanella japonica Bacteria; 


Shewanella 
ref|NR_025009.1 

2446675 244812 
dales; Pseud 


ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


ref|NR_024946.1 


Pseudoalteromonas 
4 Pseudoalteromonas 


oalteromonadaceae; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


aceae; Pseudomon 
ref|NR_024936.1 

2542716 254422 
eriales; Comamon 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024896.1 


as. 
Hydrogenophaga 

5 Hydrogenophaga 

adaceae; Hydrogenophaga. 
Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 


monas migulae Bacteria; 


as. 
Pseudomonas mosselii 


monas mosselii Bacteria; 


as. 
Pseudomonas jessenii 


monas jessenii Bacteria; 


as. 
Pseudomonas cedrina 


monas cedrina Bacteria; 


as. 
Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


eae; Mannheimia. 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024806.1 
2714566 271605 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Psychrobacter 
7 Psychrobacter 


101192 Bacteria_16S 
strain SM2-1 16S 
Proteobacteria; 

101192 Bacteria_16S 
schlegeliana stra 


schlegeliana Bacteria; 


101192 Bacteria_16S 
marinintestina st 


marinintestina Bacteria; 


Shewanella. 
101192 Bacteria_16S 
strain MKT 106 16 
Proteobacteria; 
101192 Bacteria_16S 


alcaliphila strain AL15-21 16S ribosomal RNA, partial s 


alcaliphila Bacteria; 
Pseudomonas. 
101192 Bacteria_16S 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partia 
Gammaproteobacter 


hibiscicola Bacte 
Pseudomonas. 
101192 Bacteria_16S 
strain ATCC 13522 
Bacteria; Proteob 
101192 Bacteria_16S 
strain ATCC 49968 
Bacteria; Proteob 
101192 Bacteria_16S 
plecoglossicida s 
plecoglossicida B 
Pseudomonas. 
101192 Bacteria_16S 
minutulum strain 
minutulum Bacteri 
101192 Bacteria_16S 


ria; 


2733829 2733745 1 


2735319 2735235 1 


Proteobacteria; 
2736809 2736725 1 


Proteobacteria; 


2741166 2741082 1 


2816190 2816106 1 
Proteobacteria; 
2851262 2851150 1 
Proteobacteria; 


2854365 2854281 1 


2859048 2858964 1 


2920461 2920377 1 
Proteobacteria; 


2927950 2927866 1 


2974868 2974784 1 


85 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


85 


in HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacte 


85 


rain IK-1 16S ribosomal RNA, partial s 
Gammaproteobac 


85 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alt 


85 


Gammaproteobacteria; 


113 


85 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 


85 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 


85 


train FPC951 16S ribosomal RNA, partia 
acteria; 


85 


ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 


85 


strain PCl 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
101192 Bacteria_16S 3027978 3027894 1 85 gi| 219846905 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequen 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; 
101192 Bacteria_16S 3056987 3056903 1 85 gi|219846884 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 


dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Suc 
Succinivibrio. 

101192 Bacteria_16S 3058525 3058441 1 85 gi| 219846883 |ref|NR_026475.1 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 305905 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succini 
Succinimonas. 

101192 Bacteria_16S 3117067 3116983 1 85 gi|219846844|ref|NR_026436.1 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 311762 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychr 
Psychromonas. 

101192 Bacteria_16S 3177581 3177497 1 85 gi| 219846803 |ref|NR_026395.1 
strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 31781 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
101192 Bacteria_16S 3182075 3181963 1 113 gi|219846800|ref|NR_026392.1 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 31826 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
101192 Bacteria_16S 3183627 3183515 1 113 gi| 219846799 |ref|NR_026391.1 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 31841 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
101192 Bacteria_16S 3185179 3185067 1 113 gi|219846798|ref|NR_026390.1 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 31857 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
101192 Bacteria_16S 3186731 3186619 1 113 gi| 219846797 |ref|NR_026389.1 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 31872 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
101192 Bacteria_16S 3188283 31881711 113 gi|219846796|ref|NR_026388.1 
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ria; Al 
219857163 
equence 
teria; 
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gi 


219856888 
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gi 
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gi 


gi|219846940 
2973936 29754 


lac 


ter 


Alt 


Pseudo: 


sequence 
Pseudo: 


P 


P 


sequence 
Gammaproteobacteria; 


Oceanosp 


ref|NR_024793.1 
eae; Shewanella 
ref|NR_024792.1 

2734399 273583 
omonadales; 
ref|NR_024791.1 

2735889 273732 
eromonadales; S 


ref |NR_024788.1 


ref|NR_024734.1 
2815260 281674 
monadales; 


ref|NR_024709.1 
2850317 285183 
monadales; 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref |NR_026532.1 


aceae; Pseudomon 
ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026476.1 


3056079 305754 


vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 


Shewanellaceae; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 


hewanellaceae; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


eromonadaceae; Agarivorans. 


Pseudomonas 
8 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 

Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Succinivibrio 

1 Succinivibrio 

cinivibrionaceae; 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Psychromonas 
9 Psychromonas 


omonadaceae; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 


3187344 318884 


Xanthomonas 
5 Xanthomonas 


101192 Bacteria_16S 3189835 3189723 1 113 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

101192 Bacteria_16S 3191387 3191275 1 113 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

101192 Bacteria_16S 3192939 3192827 1 113 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

101192 Bacteria_16S 3194489 3194377 1 113 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

101192 Bacteria_16S 3196041 3195929 1 113 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

101192 Bacteria_16S 3235180 3235096 1 85 gi|219846764|ref|NR_026356.1| Thermosyntropha 
lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 

101192 Bacteria_16S 3289581 3289469 1 113 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

101192 Bacteria_16S 3291106 3290994 1 113 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

101192 Bacteria_16S 3292658 3292546 1 113 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

101192 Bacteria_16S 3294210 3294098 1 113 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

101192 Bacteria_16S 3295760 3295648 1 113 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

101192 Bacteria_16S 3323106 3323022 1 85 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

101192 Bacteria_16S 3445310 3445226 1 85 gi|219846613|ref|NR_026205.1| Succiniclasticum 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 

101192 Bacteria_16S 3630917 3630805 1 LL gi|219846485|ref|NR_026077.1| Geobacter pelophilus 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 3631435 Geobacter pelophilus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

101192 Bacteria_16S 3658360 3658276 1 85 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
101192 Bacteria_16S 3659917 3659833 1 85 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
101192 Bacteria_16S 3693348 3693264 1 85 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 

101192 Bacteria_16S 3810127 3810043 1 85 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

101192 Bacteria_16S 3906340 3906256 1 85 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

101192 Bacteria_16S 3951243 3951159 1 85 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

101192 Bacteria_16S 3963258 39631741 85 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

101192 Bacteria_16S 4018027 4017943 1 85 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 


strain SW-154 16S 
Proteobacteria; G 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 


101192 Bacteria_16S 


4017086 40185 
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alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 
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Psychrobacter 
6 Psychrobacter 
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Proteobacteria; G 
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aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas 


101192 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


101192 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


101192 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


101192 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


101192 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


101192 Bacteria_16S 


translucida strai 
translucida Bacte 
Pseudoalteromonas 


101192 Bacteria_16S 


paragorgicola str 
paragorgicola Bac 


Pseudoalteromonas. 
101192 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


101192 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


101192 Bacteria_16S 


strain KB740 16S 


Proteobacteria; B 


101192 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


101192 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


101192 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


101192 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


101192 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


101192 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


101192 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


101192 Bacteria_16S 


silvestris strain 
silvestris Bacter 


4030244 4030160 1 85 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4052880 4052796 1 85 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 

3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

4057358 4057274 1 85 gi|219846182|ref|NR_025772.1| Microbulbifer 
TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

4071026 4070942 1 85 gi|219846172|ref|NR_025762.1| Veillonella caviae 
bosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

4086302 4086218 1 85 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
ridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

4124009 41239251 85 gi|219846134|ref|NR_025724.1| Volucribacter 
in Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
eria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 

4179318 41792341 85 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
6S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4214147 4214063 1 85 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
n KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

4215701 4215617 1 85 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
ain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
teria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

67573 67470 1 104 gi|265679019|ref|NR_029327.1| Sphingomonas 
train Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

97766 97663 1 104 gi| 265678998 |ref|NR_029306.1| Desulfocapsa 
ain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

157239 157136 1 104 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

204616 204513 1 104 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
in H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
eria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

255149 255034 1 116 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

364117 364014 1 104 gi|265678812|ref|NR_029117.1| Phenylobacterium 

FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 

465311 465208 1 104 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
lphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

502260 502157 1 104 gi|265678717|ref|NR_029022.1| Bacillus indicus 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

537231 537128 1 104 
osomal RNA, partial sequence 

psilonproteobacteria; Nautiliales; Nau 
611496 611393 1 104 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
715813 715710 1 104 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 
731255 731152 1 104 gi 


gi 


101192 Bacteria_16S 
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265678694 
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tiliaceae; 
265678644 
equence 


265678571 


714920 71638 


obacteriac 
265678561 
uence 

ceae; Soli 


HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
814518 814415 1 104 gi 


acillaceae; 


1 Bacillus indicus Bacteria; 


ref|NR_028999.1| Caminibacter profundus 
2 Caminibacter profundus Bacteria; 
Caminibacter. 
ref |NR_028949.1| Lactobacillus 

610536 612079 Lactobacillus 
; Lactobacillus. 
ref|NR_028876.1| Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


265678503 
81355 


eae; Aminobacter. 
ref|NR_028865.1| Solibacillus 
730321 731827 Solibacillus 
bacillus. 
ref|NR_028806.1| Thioalkalimicrobium 


9 815058 Thioalkalimicrobium cyclicum 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


101192 Bacteria_16S 
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Proteob 
101192 Bacteria_16S 
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Proteobacteria; 

101192 Bacteria_16S 


Bacteria; 


999748 999645 1 104 gi 


1001268 1001165 1 104 
ribosomal RNA, partial sequence 


gi 


1078408 1078305 1 104 gi 


strain DAPP-PG 224 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
101192 Bacteria_16S 
9946 16S ribo 
Deinococcus-Thermus; 
101192 Bacteria_16S 


DSM 


Sphingomonadales; 
1163140 1163037 1 104 gi 


Deinococci; Thermales; 
1238821 1238718 1 


Thermaceae; 
104 gi 


niigataensis strain DSM7050 16S ribosomal RNA, partial 


niigataensis Bact 
101192 Bacteria_16S 
aminovorans strai 
aminovorans Bacte 
101192 Bacteria_16S 
subtilis s 
subtilis Bacteria; 


subsp. 
subsp. 


101192 Bacteria_16S 
16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
101192 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 


RW1 


Sphingobium. 


101192 Bacteria_16S 
strain B4P 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Proteobacteria; 
101192 Bacteria_16S 


Proteobacteria; 
101192 Bacteria_16S 
strain 34hsl1 16S 


Firmicutes; 


101192 Bacteria_16S 


Proteobacteria; 
101192 Bacteria_16S 


Actinobacteria; 
101192 Bacteria_16S 
strain DSM 11713 


Firmicutes; 


101192 Bacteria_16S 


psychrotolerans Bacteria; 
101192 Bacteria_16S 
strain DSM 12654 


Firmicutes; 


101192 Bacteria_16S 
strain ATCC 15257 


Bacteria; 


101192 Bacteria_16S 
strain ATCC 15253 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 
101192 Bacteria_16S 
strain 47Lol 16S 
Proteobacteria; 

101192 Bacteria_16S 
strain TF-12 16S 


1438628 1438525 1 104 gi| 224581429 
strain S2 16S ribosomal RNA, partial sequence 1437684 14391 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1465865 1465762 1 104 gi| 224581409 
strain U120 16S ribosomal RNA, partial sequence 1464924 14664 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1514094 1513991 1 104 gi| 219878119 
ribosomal RNA, partial sequence 1513128 15146 

Bacillales; Bacillaceae; Bacillus. 
1546086 1545984 2 104 gi|219857261 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 15466 
Gammaproteobacteria; Alteromonadales; Idiomarinac 
1705672 1705569 1 104 gi|219878404 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 17061 
Rubrobacteridae; Thermoleophilales; Thermoleophil 
1891457 1891354 1 104 gi| 219878270 
16S ribosomal RNA, partial sequence 1890504 18919 

Bacillales; Bacillaceae; Bacillus. 
1892978 1892875 1 104 gi| 219878269 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial seque 
Firmicutes; Bacillales; Bacillaceae; Ba 
1912268 1912165 1 104 gi| 219878255 
16S ribosomal RNA, partial sequence 1911333 19128 

Bacillales; Planococcaceae; Ureibacillus. 

2022159 2022056 1 104 gi|219878181 
16S ribosomal RNA, partial sequence 20212 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
2023648 2023545 1 104 gi| 219878180 
16S ribosomal RNA, partial sequence 20227 


Firmicutes; 


Firmicutes; 


Bacillales; 
101192 Bacteria_16S 

strain TF-11 16S 
Bacillales; 
101192 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


1240337 1240234 1 104 gi 


1315611 1315508 1 104 gi 
Firmicutes; 
1400480 1400377 1 


RNA, partial sequence 


Bacillales; 
104 gi 
Sphingomonadales; 
1407911 1407796 1 116 gi 


1424685 1424582 1 104 gi 


2069520 2069417 1 104 
ribosomal RNA, partial sequence 


gi 


2124389 2124286 1 104 
ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
2125945 2125842 1 104 
ribosomal RNA, partial sequence 

Bacillaceae; Bacillus. 
2301809 2301694 1 116 


gi 


gi 


gi 


Ch-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotrichales; 


1000320 10017 
Gammaproteobacteria; Thiotrichales; Pisciricketts 


somal RNA, partial sequence 1162257 1163688 Meiot 


eria; Proteobacteria; Alphaproteobacteria; 


n DSM7048 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


train DSM 10 16S ribosomal RNA, partial sequence 
Bacillaceae; 


1399580 1401060 Sphin 


strain ATCC 33790 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteobacteria; S 


1423741 14252 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
101192 Bacteria_16S 


2068593 20700 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


2123444 21249 


2125001 21265 


265678378 

99880 
Pis 
265678377 


265678324 
10775 
Sphingomon 
228720981 


219878163 
sequence 
Rhizo 
219878162 


Rhizob 
228716557 


Ba 
228715353 


Sphingomon 
219846657 


224581442 


219878144 


219857652 


219857651 


ref 


ciri 
ref 


iace 
ref 


adac 
ref 


ref 


bial 
ref 


iale 
ref 


ceili 
ref 
gomo 
adac 
ref 
uenc 
phin 


ref 


; Th 
ref 


; Th 
ref 


; Az 
ref 
ref 


eae; 
ref 


acea 


ref 


ref 
nce 
cill 
ref 


ref 


aulo 
ref 


acea 
ref 


; Th 
ref 


ref 


219857529 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


0 1000269 Thiomi 


29 1078967 Sphing 
hermus silvanus 
Meiothermus. 
1237929 123939 


1239445 124091 


1314657 131617 


21 Ureibacillus 
81 2022719 Caulob 
, 


70 2024208 Caulob 


NR_028680.1 


ckettsiaceae 
NR_028679.1 


ae; Thiomicr 
NR_028626.1 


eae; Sphingo 
NR_027600.1 


NR_025302.1 


es; Phylloba 
NR_025301.1 


s; Phyllobac 
NR_027552.1 


us. 
NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_026249.1 
e 140703 
gomonadales; 


NR_027224.1 


auera. 
NR_027211.1 


auera. 
NR_027190.1 


oarcus. 
NR_025258.1 
NR_024892.1 


Idiomarina. 
NR_025543.1 


e; Thermoleo 


NR_025409.1 


NR_025408.1 

189204 
us. 
NR_025394.1 


NR_025320.1 


bacteraceae 
NR_025319.1 


e; Caulobact 
NR_025283.1 


auera. 
NR_025241.1 


NR_025240.1 


ref 


Thiomicrospira 
crospira chilensis 
; Thiomicrospira. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 

Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Meiothermus silvanus 
DSM 9946 Bacteria; 


Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Bacillus subtilis 

3 Bacillus subtilis 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 

Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Ureibacillus terrenus 


terrenus Bacteria; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


NR_025117.1 


Afipia birgiae strain 


2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 


101192 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


101192 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


101192 Bacteria_16S 


strain JSS-7 16S 
Proteobacteria; A 


101192 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


101192 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


101192 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


101192 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


101192 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


101192 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


101192 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; D 


101192 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


101192 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


101192 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


101192 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


101192 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain IFO 13613 
Proteobacteria; A 


101192 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


101192 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


2404925 2404822 1 104 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2427908 2427805 1 104 gi 
bosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2713978 2713875 1 104 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
2730807 2730704 1 104 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
2837457 2837354 1 104 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2871436 2871333 1 104 gi 


gi 


Enhy 
gi 


Bacillus. 
104 


lales; Bacillaceae; 
2876178 2876075 1 gi 
Bacillus. 

104 


lales; Bacillaceae; 
2879324 28792211 gi 
laceae; Bacillus. 

2882443 2882340 1 104 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2929425 2929322 1 104 


gi 


gi 


lphaproteobacteria; Rhizobiales; Methy 
2971791 2971688 1 104 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


3026402 3026299 1 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 


101192 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


101192 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


101192 Bacteria_16S 


3055474 3055363 1 112 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


3060026 3059923 1 104 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


gi 


2403965 24054 


2427049 24283 


2711598 27129 


2713036 27145 


2729867 27313 


6S ribosomal RNA, partial sequence 2870477 28720 


6S ribosomal RNA, partial sequence 2875223 28767 


somal RNA, partial sequence 2878366 2879894 Bacil 


2881499 28830 


16S ribosomal RNA, partial sequence 2928528 29299 


3059104 30605 


219857457 


illus. 
219857439 


219857179 


gromyxa. 
219857167 


ocystineae; 


219856899 
quence 
obacillace 

219856877 


219856874 


219856872 


219856870 


219856837 


locystacea 
219846942 
sequence 
ria; Pseud 


e; 


219846906 
30255 
terales; C 
219846885 
1 sequence 
eria; Rhod 


219846882 


ocyclaceae; 


3061567 3061464 1 104 gi 


219846881 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


ref 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


ref 


lus 


ref 


ref 


ref 


omon 


ref 


ocyc 


ref 


ref 


Nannocystacea 


2836503 28379 
Lactobacill 


flexus Bact 


Terasakiella 


2970861 29723 
adales; Pse 


bacteraceae 


3054533 30560 
lales; Rhod 


Thauera. 


NR_025045.1 
86 Lactobacillus 


NR_025027.1 
44 Oceanimonas baumannii Bacteria; 


NR_024807.1 
15 Enhygromyxa salina Bacteria; 


NR_024795.1 
50 Plesiocystis 


NR_024718.1 


NR_024696.1 
06 Bacillus vallismortis Bacteria; 


NR_024691.1 


NR_024689.1 
13 Bacillus atrophaeus Bacteria; 


NR_024656.1 
56 Terasakiella 


NR_026534.1 


NR_026498.1 
10 3026975 Pheny 
aulo 


ref |NR_026477.1 


NR_026474.1 
94 Thauera selenatis Bacteria; 


NR_026473.1 


e 


0 
u 


NR_024693.1 
48 Bacillus mojavensis Bacteria; 


e 


2 
u 


1 


v 


2 
fo} 


Lactobacillus kimchii 
kimchii Bacteria; 


Oceanimonas baumannii 


ammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

2461127 2461024 1 104 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

2500299 2500196 1 104 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
ibosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2551336 2551233 1 104 gi|219857343|ref|NR_024931.1| Bacillus subtilis 

strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
pizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

2560569 2560486 1 84 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
nergistia; Synergistales; Synergistaceae; Aminobacterium. 

2646653 2646542 1 112 gi|219857227|ref|NR_024855.1| Propionivibrio 

asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
ia; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 

2648175 2648072 1 104 gi|219857226|ref|NR_024854.1| Thiomicrospira 
DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
a; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 

2652692 2652589 1 104 gi|219857223|ref|NR_024851.1]| Azoarcus indigens 
ibosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2712536 2712433 1 104 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Enhygromyxa salina 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Lactobacillus 
8 Lactobacillus 
Ss. 
Bacillus vallismortis 


Bacillus mojavensis 
Bacillus flexus strain 
ria; Firmicutes; 


Bacillus atrophaeus 


Terasakiella pusilla 


pusilla Bacteria; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Propionivibrio 
8 Propionivibrio 

cyclaceae; 


Thauera selenatis 


Thauera 


3060645 3062135 Thauera 


101192 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


101192 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


101192 Bacteria_16S 


strain IFO 15498 


Proteobacteria; Alphaproteobacteria; 
101192 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


101192 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


101192 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


3067520 3067417 1 104 gi 


219846877 


16S ribosomal RNA, partial sequence 3066573 30679 


lales; Bacillales Family XI. Incertae 

3113990 3113887 1 104 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Rhodocyclales; Rhod 
3204948 3204849 1 100 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
3210941 3210838 1 104 gi 


Sedis; Gem 
219846846 
31130 
oc 
219846785 


3204032 32054 


a. 
219846781 


16S ribosomal RNA, partial sequence 3210062 32115 


Sphingomonadales; 
3244382 3244267 1 116 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
rio. 

3522865 3522762 1 


104 gi 


Sphingomon 
219846758 
1 sequence 
cteria; De 


219846561 


6S ribosomal RNA, partial sequence 3521933 35234 


etaproteobacteria; Rhodocyclales; Rhod 
3536528 3536425 1 104 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ocyclaceae 
219846552 


3535585 35370 


yclaceae; 


ref|NR_026469.1 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


ella. 
ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref |NR_026377.1 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026350.1 
3243444 324494 
sulfovibrionales 


ref |NR_026153.1 


Sphingomonas pruni 


pruni Bacteria; 


monas. 

Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


, 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


¢ Th 
ref 


auera. 
NR_026144.1 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


ref|NR_026138.1 


54 Bacillus cohnii Bacteria; 


ref|NR_025969.1 


Bacillus cohnii strain 
Firmicutes; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025915.1 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


; Az 
ref 


oarcus. 
NR_025839.1 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


; Rhodocyclus. 
ref|NR_025694.1 
e 4164674 416611 
esulfobacterales 
ref|NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref |NR_029341.1 

Mycobacterium 
eae; Mycobacteri 
ref |NR_029302.1 
6 104435 Tsukam 
nebacterineae; T 


rs 


ref|NR_029298.1 
107522 108917 
tales; Corynebac 


ref |NR_029295.1 


Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


, 


Fusobacterium 
4 Fusobacterium 
ium. 

Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 

Tsukamurella pulmonis 
urella pulmonis 
sukamurellaceae; 


Mycobacterium 
Mycobacterium 


terineae; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


hace 
ref 


ae; Syntroph 
NR_029294.1 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


hace 
ref 


ae; Syntroph 
NR_029189.1 


us. 
Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


eae; Pseudonocar 
ref|NR_029185.1 

270671 272189 
Lachnospiraceae; 
ref |NR_029143.1 
5 334704 Mycoba 
nebacterineae; M 


101192 Bacteria_16S 3545894 3545791 1 104 gi|219846546 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 35464 
Bacillales; Bacillaceae; Bacillus. 

101192 Bacteria_16S 3778521 3778418 3 106 gi| 219846378 
strain SL1 16S ribosomal RNA, partial sequence 3777587 37790 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

101192 Bacteria_16S 3801029 3800926 1 104 gi| 219846362 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 38015 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
101192 Bacteria_16S 3855711 3855608 1 104 gi| 219846325 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 38562 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
101192 Bacteria_16S 3964767 3964656 1 112 gi| 219846249 
strain 2761 16S ribosomal RNA, partial sequence 3963836 39652 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
101192 Bacteria_16S 4165605 4165503 1 104 gi|219846104 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequenc 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; D 
Desulfatibacillum. 

101192 Bacteria_16S 4182415 4182316 1 100 gi|219846089 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteria 
101192 Bacteria_16S 46226 46120 1 107 gi| 265679033 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
101192 Bacteria_16S 103879 103773 1 107 gi| 265678994 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 10297 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Tsukamurella. 

101192 Bacteria_16S 108399 108293 1 107 gi| 265678990 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Mycobacteriaceae; Mycobacterium. 

101192 Bacteria_16S 113001 112887 1 115 gi| 265678987 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 11359 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrop 
101192 Bacteria_16S 114600 114486 1 115 gi| 265678986 
strain DM-2 16S ribosomal RNA, partial sequence 113641 11518 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrop 
101192 Bacteria_16S 265605 265499 1 107 gi| 265678883 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
101192 Bacteria_16S 271631 271517 1 115 gi| 265678879 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
101192 Bacteria_16S 334146 334040 1 107 gi| 265678838 
strain ATCC 51131 16S ribosomal RNA, partial sequence 33324 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

101192 Bacteria_16S 479005 478899 1 107 gi| 265678732 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 


ref |NR_029037.1 
478074 479572 


diaceae; Kutzneria. 
Clostridium 
Clostridium 
Butyrivibrio. 
Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Mycobacterium 
Mycobacterium 


brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


101192 Bacteria_16S 


boenickei strain 
Bacteria; Actinob 
Mycobacterium. 


101192 Bacteria_16S 


strain FI-0169 16 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium avi 


101192 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


101192 Bacteria_16S 


holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 


101192 Bacteria_16S 


strain E846 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


101192 Bacteria_16S 


strain M343/98/2 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


101192 Bacteria_16S 


strain gM-1 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


botniense strain 


Bacteria; 


Actinob 


Mycobacterium. 


101192 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 


Gordoniaceae; 
101192 Bacteria_16S 


Gor 


strain J72 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


101192 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


101192 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


101192 Bacteria_16S 


strain AMX51 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


101192 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


101192 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


litoralis strain 


Bacteria; 


101192 Bacteria_16S 
strain SJ 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 


Proteob 


480554 480448 1 107 gi 
W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


531147 531041 1 107 
S ribosomal RNA, partial sequence 


gi 


um complex (MAC). 

538786 538680 1 107 gi 

train WA101 16S ribosomal RNA, partial 

acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

617736 617630 1 107 gi 
1406 16S ribosomal RNA, partial seque 

acteria; Actinobacteridae; Actinomycet 


625144 625038 1 107 
ibosomal RNA, partial sequence 


gi 


669147 669041 1 107 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

673774 673668 1 


107 gi 


712731 712625 1 107 
ibosomal RNA, partial sequence 


gi 


714290 714184 1 107 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


777661 777555 1 107 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

789907 789801 1 107 
bosomal RNA, partial sequence 


gi 


811403 811297 1 107 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

825110 824996 1 115 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826612 826498 1 115 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
843369 843255 1 115 gi 
ribosomal RNA, partial sequence 


853794 853688 1 107 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


917970 917864 1 107 
ibosomal RNA, partial sequence 


gi 


Cory 
919535 919429 1 107 gi 
ibosomal RNA, partial sequence 
Cory 
935003 934889 1 115 gi 


JS5 16S ribosomal RNA, partial sequenc 


acteria; Deltaproteobacteria; Bdellovi 
936529 936415 1 115 gi 
sequence 


Bdellovibrionales; 


265678731 
nce 47962 
ales; Cory 


265678698 


530243 53169 


nebacterin 


265678693 
sequence 
dae; Actin 


265678640 
nce 61679 


ales; Cory 


265678635 


624219 62572 


nebacterin 
265678603 
al sequenc 


265678600 


16S ribosomal RNA, partial sequence 672829 67426 


nomycineae 
265678574 


711792 71330 


nebacterin 
265678573 
ce 71335 
ales; Cory 


265678528 
sequence 


dae; Actin 


265678519 


789013 79048 


nebacterin 
265678505 
rtial sequ 


265678496 


824212 825662 Bosea 


sea. 
265678495 


825713 827158 Bosea 


sea. 
265678484 


842468 84394 


rhizobiace 
265678477 
quence 

ria; Desul 


265678433 


917039 91855 


nebacterin 
265678432 


918602 92011 


nebacterin 
265678422 
e 93405 
brionales; 
265678421 


e; Actinomycet 


ref 


neba 


ref 


eae; 


ref 


omyc 


ref 


neba 


ref 


eae; 
ref 


ref 


¢ Ac 
ref 


eae; 
ref 


neba 
ref 
omyc 
ref 
eae; 


ref 
ence 


ref 


ves 


ref 
ene 


ref 


ae; 
ref 


foba 


ref 


eae; 
ref 


eae; 
ref 


Bac 
ref 


3 481120 Mycob 


4 Mycobacterium 


537853 53933 


5 618320 Mycob 


5 Mycobacterium 


e 668320 669706 
e; Actinomycet 


8 Mycobacterium 


9 714869 Mycob 


776745 77822 


852834 85435 


6 935530 Bacte 


NR_029036.1 
a 
cterineae; 


NR_029003.1 


Mycobacteri 
NR_028998.1 
3 
y 


etales; Cor 


NR_028945.1 
a 
cterineae; 


NR_028940.1 


Mycobacteri 
NR_028908.1 


ales; Actino 


NR_028905.1 


tinomycetace 
NR_028879.1 


Mycobacteri 
NR_028878.1 
a 
cterineae; 


NR_028832.1 
1 
y 


etales; Cor 


NR_028823.1 


Gordoniacea 
NR_028808.1 

810468 
ales; Coryne 
NR_028799.1 
trisii Bacte 


NR_028798.1 
ae Bacteria 


NR_028787.1 


Bosea. 
NR_028780.1 
7 
e 


cterales; D 


NR_028735.1 


Gordoniacea 
NR_028734.1 


Gordoniacea 
NR_028724.1 
xr 
teriovoracac 


Mycobacterium 
cterium boenickei 


Mycobacteriaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 
nebacterineae; 


Mycobacterium 
cterium holsaticum 


Mycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Arcanobacterium 

Arcanobacterium 
mycineae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 


Mycobacteriaceae; 


Gordonia 
Gordonia 
nebacterineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 
Bacteriovorax marinus 


NR_028723.1 


Bacte 


935581 937044 Bacteriovorax marinus Bacteria; 
Bacteriovoracaceae; 


riovorax. 


101192 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


101192 Bacteria_16S 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
101192 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 


101192 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


101192 Bacteria_16S 


YIM 


DSM 43247 16S rib 
Bacteria; Actinob 


101192 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


101192 Bacteria_16S 


pseudovaccinii st 


pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Noc 


101192 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
101192 Bacteria_16S 


1350908 1350802 1 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


107 gi 


reptomyces thermoviolaceus subsp. thermoviolaceu 


1349993 13514 


1081423 10813371 87 gi| 265678322 |ref|NR_028624.1 
ribosomal RNA, partial sequence 1080469 10819 
lales; Bacillaceae; Bacillus. 

1241871 1241787 1 85 gi|219878120|ref|NR_025259.1 


1 sequence 1240965 12424 
genothermaceae; 


228720546|ref 


ales; Corynebacterineae; 


s Bacteria; Act 


Nocardiace 
NR_027594.1 
64 Gordonia bronchialis DSM 43247 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Sulfurihydrogenibium 


11 Sulfurihydrogenibium 


Sulfurihydrogenibium. 


1250814 1250708 1 107 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
1307976 1307870 1 107 gi|228721493|ref|NR_027616.1| Streptomyces 
ubsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 


inobacteria; 


Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
1326397 1326291 1 107 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
1325499 1326944 Nocardia alba Bacteria; 


ae; Nocardia. 
Gordonia bronchialis 


Gordoniaceae; Gordonia. 


1390069 1389955 1 115 gi|228716586|ref|NR_027553.1| Bdellovibrio 

ain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 

00 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
1521575 1521469 1 107 gi|219857610|ref|NR_025199.1| Nocardia 


rain DSM 43406 16S ribosomal RNA, part 


ardia. 
1560944 1560838 1 107 gi 
in 502329 16S ribosomal RNA, partial s 


Mycobacterium. 


1586675 1586589 1 87 


eria; Actinobacteria; Actinobacteridae; 


101192 Bacteria_16S 
LMG 
Bacillales; Bacillaceae; Bacillus. 

101192 Bacteria_16S 1728444 1728338 1 
strain DSM 44222 


101192 Bacteria_16S 
strain DSM 44515 


1729980 1729874 1 


22167 16S ribosomal RNA, partial sequence 


gi 


1585730 15872 


gi 


gi 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219878388 


16S ribosomal RNA, partial sequence 1729064 17305 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


101192 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


101192 Bacteria_16S 


strain SPR2 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


strain Kb2 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


101192 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


101192 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


101192 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


101192 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


1731493 1731387 1 107 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1733041 1732927 1 115 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1759049 1758943 1 107 gi 
ibosomal RNA, partial sequence 


gi 


Cory 
1810426 1810320 1 107 gi 
bosomal RNA, partial sequence 
Cory 
1878987 1878881 1 107 gi 
ria; Proteobacteria; Betaproteobacteri 
1894529 1894423 1 107 gi 
DSM 1741 16S ribosomal RNA, partial s 


ia; Proteobacteria; Deltaproteobacteri 


1968706 1968620 1 87 

ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
1977725 1977619 1 107 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
1982396 1982290 1 107 gi 
ribosomal RNA, partial sequence 

eltaproteobacteria; Myxococcales; 


gi 


Sora 


101192 Bacteria_16S 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 


1983981 1983875 1 107 gi 


1732113 17335 


1758120 17596 


1809512 18109 


n CS-K2 16S ribosomal RNA, partial seque 


1967755 19691 


1981436 19829 


ial sequence 1520665 15221 


Actinomycetales; 


219846147 
equence 


ref 

1560055 15614 
Actinomycetales; 
219878487 |ref|NR_025626.1 
33 Bacillus humi 


ref|NR_025528.1 
13 Mycobacterium 
Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
nebacterineae; Mycobacter 
219878387 |ref 
sequence 1730570 17320 
Actinomycetales; Coryneb 


219878386 |ref 
87 Butyrivibrio 
rio. 
ref 


Butyrivib 
219878366 
nebacterineae; Gordoniace 
219878329 |ref 
nebacterineae; Gordoniace 
219878282 |ref 
nce 1878060 18795 
a; Burkholderiales; 
219878268 
equence 1893578 18950 
a; Desulfovibrionales; 
219878216|ref 
edis; Thermicanus. 
219878210|ref 
1976773 1978275 Desul 
ibrionales; Desulfomicrob 
219878207 |ref 
73 Chondromyces 
Polyangiaceae; 
ref 

1983024 19845 


ngiineae; 
219878206 


NR_025737.1 


NR_025526.1 


NR_025525.1 
NR_025505.1 
18 Gordonia sihwensis Bacteria; 


NR_025468.1 
89 Gordonia westfalica Bacteria; 


NR_025421.1 


Burkho 
NR_025407.1 


NR_025355.1 
80 Thermicanus aegyptius Bacteria; 
NR_025349.1 


NR_025346.1 


NR_025345.1 


56 Nocardia 


Corynebacterineae; 


Mycobacterium 


87 Mycobacterium 


Corynebacterineae; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
62 Mycobacterium 
acterineae; 


i 


Butyrivibrio hungatei 
hungatei Bacteria; 


Gordonia sihwensis 


ae; Gordonia. 
Gordonia westfalica 


ae; Gordonia. 
Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


4 


9 
s 


Thermicanus aegyptius 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Chondromyces robustus 
robustus Bacteria; 
Chondromyces. 
Chondromyces 

58 Chondromyces 


f 
BE 


lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; 


Chondromyces. 


101192 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


101192 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


101192 Bacteria_16S 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


101192 Bacteria_16S 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


101192 Bacteria_16S 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


101192 Bacteria_16S 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


101192 Bacteria_16S 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


101192 Bacteria_16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


101192 Bacteria_16S 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


101192 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


101192 Bacteria_16S 


strain ATCC 51384 
Actinobacteria; A 


101192 Bacteria_16S 


strain MUP 1182 1 
Actinobacteria; A 


101192 Bacteria_16S 


strain F829 16S r 
Actinobacteria; A 


101192 Bacteria_16S 


strain ATCC 927 1 
Actinobacteria; A 


101192 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


101192 Bacteria_16S 


strain NRCM 00-25 
Actinobacteria; A 


101192 Bacteria_16S 


strain NAM-BN063A 
Actinobacteria; A 


101192 Bacteria_16S 


azotonutricium st 
azotonutricium Ba 


101192 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain 63287 16S 


1985565 1985459 1 107 gi 
Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


ue 
a; 


1987152 1987046 1 

n Cb fel8 16S ribosomal RNA, 
ria; Proteobacteria; 
Cystobacter. 
2052811 2052705 1 107 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

2090902 2090796 1 107 gi 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 
Mycobacterium. 
2112294 2112188 1 
6482 1 


107 gi 
complete 
Deltaproteobacter 


se 
ia 


se 
Ac 


1 
ae 


107 gi 
6S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2128966 2128860 1 107 gi 
ATCC 25420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculos 
2130444 2130338 1 107 gi 
in ATCC 19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
2131949 2131843 1 107 gi 
ATCC 27282 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
2133452 2133346 1 107 gi 
ATCC 35087 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
2134966 2134860 1 
16S ribosomal 
acteria 
cobacte 


nc 
al 


al 


’ 


107 gi 
RNA, partial sequence 
; Actinobacteridae; Actinomycet 
rium tuberculosis complex. 
2136483 2136377 1 107 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2148518 2148412 1 107 gi 
6S ribosomal RNA, 
ctinobacteridae; Actinomycetales; Cory 
2162058 2161952 1 107 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2165158 2165052 1 107 gi 
6S ribo 
ctinobacteridae; Actinomycetales; Cory 
2193998 2193892 1 107 gi 
n WR-30 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2218196 2218090 1 107 gi 
5 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2233356 2233250 1 107 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2270209 2270095 1 115 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 
2285473 2285387 1 87 gi 
54 16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


al 


ne 


ne 


ne 


ne 


ue 
Th 


ne 


ne 


se 
Sp 


219878205 


219878204 


219878157 


219878129 


219857660 


219857649 


219857648 


219857647 


219857646 


219857645 


219857 


219857 
complete sequence 2147582 21491 


219857 
2161153 21625 


219857 


somal RNA, partial sequence 2164214 21657 


219857 


219857587 


219857577 


219857553 


219857542 


nce 
Myxococ 


quence 
Myxoco 


, 


quence 
tinomyce 


sequence 
Actino: 


’ 


21113 
Cory 


e 
es; 


quence 
inomycet 
is compl 


sequenc 
Actinomy 


quence 
inomycet 


quence 
inomycet 


21340 
es; Cory 
644 
21355 
bacterin 
636 


bacterin 
627 


bacterin 
625 


bacterin 
603 
nce 
ermal 


les; 


22172 
bacterin 


22324 
bacterin 


quence 
irochaet 


22845 


2300341 2300227 1 115 
ribosomal RNA, partial sequence 


gi 


219857530 
2299447 2300877 Bosea massiliensis Bacteria; 


ref 
cale 
ref 
ccal 
ref 
tale 
ref 
myce 
ref 
neba 
ref 
2 
ales 
ex. 
ref 
ceta 
ref 


2 


ref 
2 
ales 


ref 


neba 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 
2 

The 
ref 


eae; 
ref 


eae; 
ref 


acea 
ref 


ref 


1984609 19861 


1986193 19877 


2051875 20533 


2089993 20914 


81 2112761 Mycob 


128040 21294 


e 2129523 21309 


131039 21324 


ales; 


132540 21339 


40 2135523 Mycoba 


74 2137022 Mycoba 


14 Mycobacterium 


35 Mycobacterium 


193088 2 


72 2218741 Mycob 


22 2233905 G 


2269277 2 


30 2285939 B 


Sorangii 


NR_025344.1 
4 
s; Sorangiin 
NR_025343.1 
0 
es; Cystobac 
NR_025296.1 
9 
s; Corynebac 
NR_025268.1 
3 
tales; Coryn 
NR_025249.1 
a 
cterineae; M 
NR_025238.1 
7 


a 


; Corynebac 


37.1 
8 
b 


NR_0252 
les; Coryne 


36.1 
8 


NR_0252 


; Corynebac 


35.1 
8 


NR_0252 


; Corynebac 


NR_025234.1 
cterineae; M 
NR_025233.1 


Mycobacteri 
NR_025225.1 


Mycobacteri 
NR_025216.1 


Nocardiacea 
NR_025214.1 


Mycobacteri 
NR_025191.1 

19457 
rmaceae; Mei 
NR_025175.1 
a 
Mycobacteri 
NR_025165.1 
ordon 
Gordoniacea 
NR_025141.1 
27073 
e; Treponema 
NR_025130.1 
acill 


neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Meiothermus 
0 Meiothermus 
othermus. 
Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Treponema 
9 Treponema 
Bacillus sonorensis 
us sonorensis Bacteria; 


NR_025118.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


Bosea massiliensis 


101192 Bacteria_16S 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurellaceae; 
101192 Bacteria_16S 
strain FI-13295 1 


2306449 2306343 1 107 gi 


Tsukamurella. 


2327723 2327617 1 107 gi 


2383652 2383546 1 107 gi 


strain IMMIB D-1592 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
101192 Bacteria_16S 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial 
dichotomicum Bacteria; 
101192 Bacteria_16S 
strain CKB 16S ribosomal RNA, partial sequence 
Proteobacteria; 
101192 Bacteria_16S 
strain BS5-8 16S 
Proteobacteria; 
101192 Bacteria_16S 
strain MS1-3 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 
strain IFM 10088 


2453706 2453620 1 87 gi 
Firmicutes; Bacillales; Thermoac 
2619109 2619003 1 107 gi 


Betaproteobacteria; Rhodocyclales; 
2649658 2649552 1 107 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 
2678108 2678002 1 107 
ribosomal RNA, partial sequence 


gi 
gi 
2688607 2688501 1 


107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


2834382 2834276 1 107 gi 


strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 
strain ATCC 12775 
Proteobacteria; 
101192 Bacteria_16S 
strain IAM 14851 


2855936 2855854 1 83 gi 
16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
2901995 2901885 1 111 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


101192 Bacteria_16S 


2906595 2906489 1 107 gi 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


2946102 2945989 1 115 gi 


collinoides strain JCM1123 16S ribosomal RNA, partial s 


collinoides Bacteria; 
101192 Bacteria_16S 


Lact 
gi 


Firmicutes; Lactobacillales; 
2977888 2977782 1 107 


compl 


219857525 


219857511 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
101192 Bacteria_16S 


219857471 
23827 


219857417 


219857253 


2618180 26196 
Rhodocyclaceae; De 


219857225 


2648722 26501 
Rhodocyclaceae; 


219857204 


2677198 26786 
Corynebacterineae; 


219857197 


16S ribosomal RNA, partial sequence 2687699 26891 
nebacterineae; 


219856901 
28334 


219856887 

28549 
Enterobac 

219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
ococcineae; 


219856852 
29056 


219856826 
equence 


219846938 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
101192 Bacteria_16S 


Streptomyces. 


2980955 2980849 1 107 gi 


thermovulgaris strain R10 16S ribosomal RNA, partial se 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
101192 Bacteria_16S 
strain 10.268-1 1 


Streptomyces. 


2985544 2985438 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


3023452 30233461 107 gi 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobact 


Gordoniaceae; 


101192 Bacteria_16S 
strain HKI 0136 1 


Gordonia. 


3040180 3040074 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 
strain GY-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
101192 Bacteria_16S 
africanus strain 


3139452 3139346 1 107 gi 
Deinococci; Thermales; Thermaceae; 
3242822 32427161 LO? gi 


DSM 2603 16S ribosomal RNA, partial se 


africanus Bacteria; Proteobacteria; Deltaproteobacteria 


Desulfovibrio. 
101192 Bacteria_16S 


3313975 3313869 1 107 gi 


vietnamensis strain G3 100 16S ribosomal RNA, partial s 


vietnamensis Bacteria; 
Desulfovibrio. 
101192 Bacteria_16S 


Proteobacteria; Deltaproteobacte 


3321589 3321483 1 107 gi 


Actinomyc 


219846936 
quence 


219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
nebacterineae; 


219846908 
1 sequence 
eridae; Ac 


219846896 


6S ribosomal RNA, partial sequence 3039256 30407 
nebacterineae; 


219846829 


3138565 31400 
Meiothermus. 


219846759 
quence 


219846711 
equence 
ria; Desul 


219846705 


ete sequence 
Actinomyceta 


sequence 
tinomycetaceae 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


teri 
ref 


Mi 


ref 


ref 


ref 


etal 


ref 


ref 


ref 


77 Mycobacterium 


2452794 245426 
; Thermoflavimicrobium. 


85 Dechloromonas 


66 2834941 Nocard 
nebacterineae; 


85 2856506 Pseudo 


66 2907143 Willia 
nebacterineae; 


2945130 294667 
obacillaceae; 


2976976 297845 


Streptomycineae; 


2980041 298152 
Actinomyce 


NR_025113.1 
230551 
Coryneb 


les; 
NR_025099.1 

Mycobacteri 
NR_025059.1 
NR_025005.1 


NR_024884.1 


chloromonas. 


Nocardiacea 
NR_024825.1 


Nocardiacea 
NR_024722.1 


Nocardiacea 
NR_024706.1 


aceae. 
NR_024674.1 


crobacteriac 
NR_024671.1 


Williamsiac 
NR_024645.1 


Lactobacillu 
NR_026530.1 


es; 
NR_026528.1 
tales; Strep 
NR_026525.1 


Nocardiacea 
NR_026500.1 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Nocardia abscessus 


52 2384208 Nocardia abscessus Bacteria; 
Nocardiaceae; 


Nocardia. 
Thermoflavimicrobium 
8 Thermoflavimicrobium 


Dechloromonas agitata 
agitata Bacteria; 


ref|NR_024853.1| Azonexus fungiphilus 

96 Azonexus fungiphilus Bacteria; 
Azonexus. 

ref |NR_024832.1| Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Pseudomonas flectens 
monas flectens Bacteria; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Lactobacillus 
8 Lactobacillus 
Ss. 
Streptomyces 
9 Streptomyces 


Streptomyces 
6 Streptomyces 
tomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Gordonia 


; Desulfovibrionales; 


3022528 3023984 Gordonia 
tinomycetales; Corynebacterineae; 


ref|NR_026488.1| Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_026421.1| Meiothermus cerbereus 
00 Meiothermus cerbereus Bacteria; 


ref|NR_026351.1| Desulfovibrio 
3241884 3243393 Desulfovibrio 
Desulfovibrionaceae; 


ref |NR_026303.1| Desulfovibrio 
3313036 3314538 Desulfovibrio 
fovibrionales; Desulfovibrionaceae; 


ref|NR_026297.1| Gordonia hirsuta 


strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


101192 Bacteria_16S 


strain DSM 9580 1 


strain DSM 44015 


Bacteria; Actinob 
101192 Bacteria_16S 
chliarophilus str 
chliarophilus Bac 
101192 Bacteria_16S 


pfennigii strain 


pfennigii Bacteri 


Syntrophobacter. 


101192 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


101192 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; 


strain R91/1468 1 
Firmicutes; 


hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 


101192 Bacteria_16S 
komossense strain 


Clost 
101192 Bacteria_16S 


Lacto 
101192 Bacteria_16S 


3351982 3351872 1 111 


gi 


3381062 3380956 1 107 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3390116 3390010 1 107 gi 
ain ATCC 700543 16S ribosomal RNA, par 
teria; Deinococcus-Thermus; Deinococci; 
3408349 3408243 1 107 gi 

DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


, 


3492646 3492540 1 107 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3525835 3525750 1 


87 gi 


ridia; Clostridiales; cl 


3600830 3600745 1 


Clostridiaceae; 
87 gi 


bacillales; Carnobacteriaceae; Dolosig 
3608423 3608317 1 107 gi 
ATCC 9874 16S ribosomal RNA, partial s 


Mycobacterium. 
3617506 3617400 1 107 gi 
Ko2 16S ribosomal RNA, partial sequen 


oc 


al 


ta 


219846683 
6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
101192 Bacteria_16S 


33801 
es; 


uence 


219846581 
se 
id 


quence 
ae; 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 
ostridiu 
219846506 
6S ribosomal RNA, partial sequence 3599877 36013 
ra 
219846500 
eq 
a; Actinobacteria; Actinobacteridae; Act 


nulum. 


uence 


219846494 
ce 


36165 


occineae; 
219846662 


Cory 
219846652 
al seque 
Thermale 
219846640 
eq 
Syntroph 


Acti 


inomycet 


ref|NR_026275.1| Agrococcus jenensis 
38 Agrococcus jenensis Bacteria; 
; Microbacteriaceae; Agrococcus. 
ref|NR_026254.1| Gordonia hydrophobica 
49 3381618 Gordonia hydrophobica 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_026244.1| Meiothermus 
nce 3389244 3390664 Meiothermus 
s; Thermaceae; Meiothermus. 
ref|NR_026232.1] Syntrophobacter 
3407396 3408881 Syntrophobacter 
obacterales; Syntrophobacteraceae; 


ref|NR_026173.1 
3491744 349320 
nomycetales; Cor 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


ref|NR_026151.1| Clostridium colinum 
07 Clostridium colinum Bacteria; 
m. 
ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


NR_026092.1 
3607525 360892 
ales; Corynebact 


Mycobacterium 
0 Mycobacterium 
erineae; 


v 


ref|NR_026086.1 
66 3618027 Mycoba 


Mycobacterium 
cterium komossense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

101192 Bacteria_16S 3636926 3636820 1 107 gi|219846481|ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

101192 Bacteria_16S 3664519 3664413 1 107 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

101192 Bacteria_16S 3721866 3721760 1 107 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

101192 Bacteria_16S 3967737 3967651 1 87 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

101192 Bacteria_16S 4039366 4039260 1 107 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

101192 Bacteria_16S 4074018 4073912 1 107 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

101192 Bacteria_16S 4075507 4075401 1 107 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 


strain AS 4.1860 


salicampi strain 
Bacteria; Firmicu 


101192 Bacteria_16S 


strain 34633 16S 


101192 Bacteria_16S 


strain M175 16S r 


101192 Bacteria_16S 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; 
101192 Bacteria_16S 


strain M6 16S rib 


ne 
4209552 4209466 1 87 gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
4223284 42231701 115 gi 
ribosomal RNA, partial sequence 


nc 
aid: 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
101192 Bacteria_16S 


bacterin 


219846069 


e 42085 
lus. 


219846056 
4222451 42238 


23 Nocardia xishanensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_025659.1| Lentibacillus 
91 4210111 Lentibacillus salicampi 


ref|NR_025646.1| Afipia massiliensis 
25 Afipia massiliensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
4233873 4233767 1 107 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
ibosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
5478 5393 1 86 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
bosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Rhizobiales; Bartonellaceae; Bartonella. 
6940 6855 1 86 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
osomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Rhizobiales; Bartonellaceae; Bartonella. 


Proteobacteria; Alphaproteobacteria; 


101192 Bacteria_16S 8397 8312 1 86 gi|265679058|ref|NR_029366.1 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
101192 Bacteria_16S 37252 37167 1 86 gi|265679039|ref|NR_029347.1 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Sulfitobacter. 

101192 Bacteria_16S 38655 38570 1 86 gi|265679038|ref|NR_029346.1 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfit 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 
101192 Bacteria_16S 63038 62953 1 86 gi|265679022|ref|NR_029330.1 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
101192 Bacteria_16S 146522 146437 1 86 gi| 265678965 |ref|NR_029273.1 
strain FF3 16S ribosomal RNA, partial sequence 145646 14699 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 
101192 Bacteria_16S 259652 259567 1 86 gi| 265678889 |ref|NR_029197.1 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
Ruegeria. 

101192 Bacteria_16S 261028 260943 1 86 gi| 265678887 |ref|NR_029195.1 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
101192 Bacteria_16S 276204 276119 1 86 gi| 265678876 |ref|NR_029182.1 
strain Hbl 16S ribosomal RNA, partial sequence 275297 27676 

Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
101192 Bacteria_16S 295978 295893 1 86 gi| 265678863 |ref|NR_029169.1 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
101192 Bacteria_16S 304991 304890 3 104 gi| 265678857 |ref|NR_029163.1 


strain MSB-8 16S 
Thermotogae; The 


101192 Bacteria_ 


strain ATCC 2776 
Bacteria; Firmic 


101192 Bacteria_ 


berkhoffi 
berkhoffi 


subsp. 
subsp. 


101192 Bacteria_ 


thermoamylovoran 
thermoamylovoran 


101192 Bacteria_ 


strain 39 16S ri 
Firmicutes; Baci 


101192 Bacteria_ 


borstelensis str 
borstelensis Bac 


101192 Bacteria_ 


hongkongensis st 
hongkongensis Ba 
Loktanella. 


101192 Bacteria_ 


denitrificans st 
denitrificans Ba 
Pseudovibrio. 


101192 Bacteria_ 


strain PL7HG1 16 
Proteobacteria; 


101192 Bacteria_ 


populi BJ001 16S 
Bacteria; 


101192 Bacteria_ 
rudongensis strai 
rudongensis Bacte 
101192 Bacteria_ 
G1212 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
101192 Bacteria_ 


Proteob 


ribosomal RNA, complete sequence 
rmotogales; Thermotogaceae; Thermotoga. 
16S 309664 309583 1 82 gi 
0 16S ribosomal RNA, partial sequence 

utes; Clostridia; Clostridiales; Rumino 
16S 318648 318563 1 86 gi 
strain 93-C01 16S ribosomal RNA, part 
i Bacteria; Proteobacteria; Alphaproteo 
16S 321656 321553 1 104 gi 
s strain DKP 16S ribosomal RNA, partial 
s Bacteria; Firmicutes; Bacillales; Bac 
16S 346426 346313 1 114 gi 
bosomal RNA, partial sequence 
llales; Paenibacillaceae; Brevibacillus 
16S 347895 347782 1 114 gi 
ain Logan B4029 16S ribosomal RNA, part 
teria; Firmicutes; Bacillales; Paenibac 
16S 358067 357982 1 86 gi 
ain UST950701-009P 16S ribosomal RNA, 

teria; Proteobacteria; Alphaproteobact 


i 


r 
Cc 


16S 371553 371468 1 86 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


r 
Cc 


16S 383708 383623 1 86 

S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Brady 
16S 416229 416144 1 86 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
16S 463809 463696 1 114 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
477460 477375 1 86 gi 


gi 


16S 


ia; Rhodobacterales; Rhodobacteraceae; 


304028 30558 


345474 34689 


382807 38428 


415329 41680 


476563 478023 Parac 


265678854 
30877 
coccaceae; 
265678848 
ial sequen 
bacteria; 
265678846 
sequence 
illaceae; 
265678827 


265678826 
ial sequen 
illaceae; 

265678816 
partial se 
eria; Rhod 


265678807 
quence 
eria; Rhod 
265678799 


rhizobiace 
265678777 


les; Methy 
265678742 
sequence 

ia; Rhizob 
265678733 


Paracoccu 


16S 503762 503677 1 86 gi 


ref 


Rum. 
ref 


Rhiz 
ref 


ref 


Brev 
ref 

quen 
obac 


ref 


obac 


ref 


ae; 
ref 


loba 
ref 


iale 

ref 
occu 
Ss. 


265678716 


vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


4 310144 R 


ce 317746 3 


2 Brevibacillus 


ce 346943 3 


370665 3 


462905 46436 


NR_029160.1 
umino 
inococcus. 
NR_029153.1 
1917 
obiales 


NR_029132.1 


NR_029131.1 
48361 
ibacillus. 
NR_029121.1 
ce 357208 
terales; Rho 


, 


NR_029112.1 
72098 
Rho 


terales; 


NR_029104.1 


Bradyrhizobi 
NR_029082.1 


cteriaceae; 
NR_029047.1 
1 
s; Xanthobac 
NR_029038.1 
s yeei Bacte 


ref 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Marinovum algicola 


3 Marinovum algicola Bacteria; 


Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Helicobacter bilis 


1 Helicobacter bilis Bacteria; 


cobacter. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Ruminococcus callidus 
coccus callidus 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Bacillus 

Bacillus 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Pseudovibrio 
Pseudovibrio 


dobacteraceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Ancylobacter 
Ancylobacter 

teraceae; Ancylobacter. 
Paracoccus yeei strain 

ria; Proteobacteria; 


NR_029021.1 


Loktanella 


502862 504310 Loktanella 


101192 Bacteria_16S 


526568 526463 1 106 gi 


contaminans strain R-16222 16S ribosomal RNA, partial s 


contaminans Bacteria; 
101192 Bacteria_16S 


Firmicutes; Bacillales; 


572352 572267 1 86 gi 


helgolandensis strain Hel 10 16S ribosomal RNA, partial 
helgolandensis Bacteria; Proteobacteria; Alphaproteobac 


Jannaschia. 


101192 Bacteria_16S 
strain LF13 16S ribosomal RNA, partial sequence 


Caldithrix. 


101192 Bacteria_16S 


582821 582708 1 114 


gi 


584309 584224 1 86 gi 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial s 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacte 


Paracoccus. 


101192 Bacteria_16S 
strain SCII24 16S 


678404 678319 1 86 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


101192 Bacteria_16S 


679849 679764 1 86 gi 


265678701 
equence 


Bacillaceae; Anoxyb 


265678671 
sequence 
teria; Rho 


265678664 


581868 58337 


265678663 
equence 
ria; Rhodo 


265678597 


677507 67890 


llaceae; O 
265678596 


grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
grignonense Bacteria; Proteobacteria; Alphaproteobacter 


101192 Bacteria_16S 


687307 687222 1 86 gi 


cetonica strain 480 16S ribosomal RNA, partial sequence 


Bacteria; 


Bacteria; 


101192 Bacteria_16S 


Proteobacteria; Deltaproteobacteria; Desulfob 
101192 Bacteria_16S 
aurantiaca strain 


697996 697911 1 86 gi 
CB-R 16S ribosomal RNA, partial seque 


Proteobacteria; Alphaproteobacteria; Caulobac 


794472 794387 1 86 gi 


strain CCBAU 7190B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


101192 Bacteria_16S 


848024 847939 1 86 gi 


kondratievae strain GB 16S ribosomal RNA, partial seque 


Bacteria; 


101192 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; Rhodobac 


870718 870633 1 86 gi 


ia; Rhizob 
265678591 

68634 
acterales; 
265678584 
nce 69711 
terales; C 
265678516 

79361 
biaceae; R 
265678481 
nce 84713 
terales; R 
265678465 


yuanmingense strain BO71 16S ribosomal RNA, partial sequence 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacte 


Bradyrhizobium. 
101192 Bacteria_16S 


900964 900863 1 102 gi 


sibiricum strain AL7 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 


101192 Bacteria_16S 
strain LSv21 16S 
Proteobacteria; 

101192 Bacteria_16S 


922650 922549 3 104 
ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
928788 928703 1 86 gi 


gi 


nubinhibens strain ISM 16S ribosomal RNA, partial seque 


Bacteria; 


101192 Bacteria_16S 
strain IMI 359870 
Proteobacteria; 
101192 Bacteria_16S 
strain SH22623 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobac 


942669 942588 1 82 gi 
16S ribosomal RNA, partial sequence 

Betaproteobacteria; Burkholderiales; Co 
1025524 1025439 1 86 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


101192 Bacteria_16S 


1057503 1057418 1 86 gi 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, parti 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobact 


Rhodopseudomonas. 
101192 Bacteria_16S 
strain W1-2B 16S 


1069606 1069521 1 86 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


101192 Bacteria_16S 
pametensis strain 


1128350 1128265 1 86 gi 
B9A Seymour 16S ribosomal RNA, partia 


pametensis Bacteria; Proteobacteria; Epsilonproteobacte 


Helicobacter. 
101192 Bacteria_16S 


1184373 1184292 1 82 gi 


colihominis DSM 17241 16S ribosomal RNA, partial sequen 


17241 Bacteria; 
101192 Bacteria_16S 


Firmicutes; Clostridia; 
1200990 1200905 1 


Clostridiales; 
86 gi 


colombiense DSM 12261 16S ribosomal RNA, partial sequen 


12261 Bacteria; 
101192 Bacteria_16S 


Synergistetes; Synergistia; 
1202566 1202465 3 


Synergistal 
104 gi 


ria; Rhizo 
265678444 
e 90001 
hales; Pis 
265678430 


921679 92319 


Desulfoba 
265678426 
nce 92790 
terales; R 
265678417 

94171 
mamonadace 
265678361 


1024681 10260 


biaceae; R 
265678339 
al sequenc 
eria; Rhiz 


265678331 


1068707 10701 


aulobacter 
253680771 
1 sequence 
ria; Campy 


228717037 
ce 11834 
Ruminococc 
228715386 
ce 12000 
es; Synerg 
228715358 


ref 


acil 
ref 


doba 


ref 


ref 


bact 


ref 


chro 
ref 


iale 
ref 


Des 
ref 


aulo 
ref 


hizo 
ref 


hodo 
ref 


bial 


ref 


ciri 
ref 


cter 
ref 


hodo 
ref 


ae; 
ref 


hizo 
ref 


obia 


ref 


acea 
ref 


loba 


ref 


acea 
ref 


ista 
ref 


lus. 


cterales; 


erales; Rho 


bactrum. 


Brucella 


Ss; 


ulfobactera 


bacteraceae 


bium/Agroba 


bacteraceae 


es; Bradyrh 


Desu 


aceae; 


bacteraceae 


Comamonas. 


bium/Agroba 


les; Bradyr 


e; Brevundi 


cterales; H 


e; Anaerotr 


ceae; Amino 


NR_029006.1 
525601 52714 


NR_028976.1 
571472 57283 
Rh 


NR_028969.1 
1 Caldithrix abyssi Bacteria; 


NR_028968.1 
583422 58483 


NR_028902.1 
4 Ochrobactrum 


NR_028901.1 
678955 68042 


NR_028896.1 
3 687857 Desul 


NR_028889.1 
8 698533 Brevu 


NR_028819.1 
1 794989 Rhizob 


NR_028768.1 
869838 87126 


NR_028746.1 
3. 901506 Thioa 
ckettsiaceae 
NR_028732.1 
8 Desulfofrigus 


NR_028728.1 
3 929320 Roseo 


NR_028719.1 
4 943232 Comamo 


NR_028663.1 
37 Rhizobium yanglingense Bacteria; 


NR_028641.1 
e 1056603 10580 
NR_028633.1 


33 Brevundimonas 


NR_028019.1 
1127427 11289 
NR_027558.1 
85 1184849 Anaer 


NR_027531.1 
61 1201579 Amino 


NR_027530.1 


1 


7 


7 
d 


6 
c 


£ 
c 


n 
i 


Cc 


NR_028784.1 
2 848491 Paraco 


3 


i 


1 


1 


Vi 
7 


Cc 


8 
h 


m 


0 
e 


Oo 
u 


b 
b 


Anoxybacillus 
Anoxybacillus 


Jannaschia 
Jannaschia 
odobacteraceae; 
Caldithrix abyssi 
Paracoccus 
Paracoccus 


obacteraceae; 


Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 

Ochrobactrum 

eae; Ochrobactrum. 

Desulfosarcina 

osarcina cetonica 

eae; Desulfosarcina. 

Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Rhizobium loessense 

ium loessense Bacteria; 

terium group; Rhizobium. 

Paracoccus 

ccus kondratievae 
Paracoccus. 
Bradyrhizobium 
Bradyrhizobium 

zobiaceae; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
; Thioalkalimicrobium. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Roseovarius 
arius nubinhibens 
Roseovarius. 

Comamonas terrigena 
nas terrigena Bacteria; 


Rhizobium yanglingense 


terium group; Rhizobium. 
Rhodopseudomonas 

7 Rhodopseudomonas 

izobiaceae; 


Brevundimonas nasdae 
nasdae Bacteria; 
onas. 

Helicobacter 
7 Helicobacter 
licobacteraceae; 


Anaerotruncus 
truncus colihominis DSM 
ncus. 

Aminobacterium 
acterium colombiense DSM 
acterium. 


Thermotoga neapolitana 


DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 


Thermotogae; 


Thermotogales; 


Thermotogaceae; Thermotoga. 


101192 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


101192 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


101192 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


101192 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


101192 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


101192 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


101192 Bacteria_16S 
hamburgensis stra 


Bacteria; Proteob 


101192 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


101192 Bacteria_16S 


HEL-45 16S riboso 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


101192 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


101192 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


101192 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


101192 Bacteria_16S 


strain SO2 16S ri 


strain KMM 426 16 
Bacteroidetes; Fl 


101192 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


101192 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


101192 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


101192 Bacteria_16S 


papyrosolvens DSM 
2782 Bacteria; Fi 


101192 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


101192 Bacteria_16S 


1232728 1232643 1 86 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1255289 1255176 1 114 gi 
n DSM 6472 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 
1270489 1270404 1 86 gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


qu 
ct 


se 
11 


se 


1271946 1271861 1 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1355451 1355367 1 85 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


86 gi 


ea 


ar 


1362856 1362771 1 86 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1365757 1365672 1 86 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1370462 1370377 1 86 gi 


nc 
te 


en 
le 


acteria; Alphaproteobacteria; Rhodobacte 
1379569 1379484 1 86 gi 
mal RNA, partial sequence 
ho 
1397475 1397390 1 86 gi 
RS 2060 16S ribosomal RNA, partial seq 


Bacteria; Proteobacteria; Alphaproteo 


ue 
ba 


1429377 1429264 1 114 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


se 
ri: 


1444776 1444691 1 86 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


se 
te 


1482609 1482524 1 86 gi 
vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; Fusobacte 


1487116 1487031 1 86 
bosomal RNA, partial sequence 


gi 


bi 
1544584 1544503 1 82 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1555065 1554960 1 106 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1562482 1562377 1 106 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1572912 1572827 1 86 gi 
c 16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
1577490 1577409 1 82 gi 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 
1580500 1580415 1 86 gi 
CFNEI 156 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 


gi 
fond 


nc 
il 


ue 
ac 
le 


en 
lo 


se 
a; 


ia; 


219878271 


ence 


eria; Rh 


219857194 


quence 


aceae; B 


219846400 


quence 
Desulf 


v 


219846399 
1271016 1272493 Desul 


e; Desul 


228720264 


tial seq 


mmaproteob 


228719132 


e 13619 
rales; R 


228719040 


ce 13648 
Ss; Brady 


228718299 
6S ribosomal RNA, partial sequence 1369567 13709 


rales; R 


228717469 
1378686 1380064 Ocean 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
101192 Bacteria_16S 


dobacter 


228715764 


nce 
cteria; 


224581439 


quence 
a; Xanth 


224581424 


quence 
ria; Rho 


219878151 


partial 
ria; Fus 


219857235 
1486230 14876 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
101192 Bacteria_16S 


aceae; R 


219857262 
1543657 15451 


eriaceae 


219857209 


e 15541 
lus. 


219846143 


nce 


eae; Ano 


219857383 


15720 


Ss; Brady 


219846510 


ce 15765 
stridiac 


219878491 


quence 
Rhizobi 


1612672 1612587 1 86 gi 


219878468 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Brevibacillus 
5 Brevibacillus 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


ref 
fone 
fone 

ref 
uenc 
acte 


NR_025990.1 
ma magnum Ba 
ma. 
NR_027590.1 
e 135446 
ria; Vibrion 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Nitrobacter 
acter hamburgensis X14 


ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Nitrobacter. 
ref|NR_027572.1| Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
hodobacteraceae; Oceanicola. 
ref|NR_027563.1| Oceanibulbus indolifex 
ibulbus indolifex HEL-45 Bacteria; 
aceae; Oceanibulbus. 
ref|NR_027539.1| Methylobacterium 
1396599 1398033 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


Lysobacter 
1 Lysobacter 
homonadaceae; 


ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


ref 
sequ 
obac 


NR_025290.1 
ence 148170 
teriales; Fu 


ref |NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_024893.1| Arenibacter latericius 
00 Arenibacter latericius Bacteria; 

; Arenibacter. 
ref |NR_024837.1 
24 1555535 Anoxyb 


Anoxybacillus 
acillus ayderensis 


ref|NR_025733.1 
1561538 156291 
xybacillus. 
ref |NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_026102.1| Clostridium 
77 1578067 Clostridium papyrosolvens 
eae; Clostridium. 
ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


Anoxybacillus 
3 Anoxybacillus 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 


DSM 


Sinorhizobium 
0 Sinorhizobium 
ae; 


v 


ref|NR_025607.1] Loktanella 
1611794 1613208 Loktanella 


101192 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


101192 Bacteria_16S 


VKM B1479 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
101192 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


101192 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


101192 Bacteria_16S 


strain R-8904 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
101192 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


101192 Bacteria_16S 


strain IBS 506 16 


1614198 1614085 1 114 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1650576 1650491 1 86 

osomal RNA, partial sequence 


gi 


1656721 1656636 1 86 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1670584 1670499 1 86 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1711722 1711637 1 86 gi 
ribosomal RNA, partial sequence 


1939702 1939617 1 86 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


2075641 2075556 1 86 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


101192 Bacteria_16S 


strain IBS 382 16 


2084894 2084809 1 86 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


101192 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


101192 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


101192 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


101192 Bacteria_16S 


strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


101192 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


101192 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


101192 Bacteria_16S 


strain 91-4 16S r 
Proteobacteria; A 


101192 Bacteria_16S 


strain IBS 193 16 
Proteobacteria; A 


101192 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


101192 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


101192 Bacteria_16S 


strain LBB1 16S r 
Proteobacteria; A 


101192 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


101192 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


101192 Bacteria_16S 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 


Clostridium stercorarium subsp. 


2109197 2109116 1 82 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2142482 2142401 1 82 gi 


gi 


teria; Bacteroidetes; Flavobacteria; F 
2159061 2158976 1 86 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


2245454 2245369 1 86 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


2283929 2283845 1 85 
bosomal RNA, partial sequence 


gi 


2292934 2292849 1 86 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2295910 2295825 1 86 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2297376 2297291 1 86 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2326201 2326120 1 82 gi 
p- leptospartum strain ATCC 35414 16S 

lostridium. 

2332167 2332082 1 86 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


2341163 2341078 1 86 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
2395806 2395721 1 86 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2407999 2407918 1 82 gi 


gi 


Flavoba 
gi 


avobacteria; 
2468877 2468776 1 


Flavobacteriales; 
102 


Clostr 


ain D30 16S ribosomal RNA, partial seq 


219878467 

16132 

id 
219878442 


1649700 16511 
acterace 


ob 
219878437 
sequence 
eria; Rhiz 
219878428 


1669639 16711 


Clostridiu 
219878400 


1710844 17122 


hodobacter 
219878235 
sequence 
ria; Rhizo 


219878139 


2074760 20762 


nellaceae; 
219878133 


2084014 20854 


nellaceae; 
219873437 


2108290 21097 


Clostridiu 
219857640 
uence 

lavobacter 
219857629 
partial s 
obacteria; 


219857569 
22445 
Rhizo 


les; 


219857544 


2282981 22844 
ammaproteobacteria; Methylococcales; Met 


hylococe 
219857536 
22920 
s; Helicob 
219857533 


2295034 22964 


nellaceae; 
219857532 


2296489 22979 


nellaceae; 
219857512 
ribosomal 


219857508 
sequence 
ria; Campy 


219857501 


2340265 23417 


hodobacter 
219857463 


2394935 23963 


nellaceae; 
219857455 


6S ribosomal RNA, partial sequence 2407067 24085 


cteriaceae 
219857404 


iales Fa 


ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incert 
ref|NR_025581.1 


ae; Labrys. 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025567.1 


m. 
ref|NR_025539.1 
aceae; Loktanell 
ref|NR_025374.1 
1938810 194024 
biales; Methylob 
ref|NR_025278.1 
tonella. 
NR_025272.1 


Bar 
ref 


tonella. 
NR_026099.2 


Bar 
ref 


m. 
ref |NR_025229.1 

2141553 214301 
iales; Flavobact 
ref |NR_025218.1 
equence 215819 
Rhodobacterales 


ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025121.1 


tonella 
NR_025120.1 


Bar 
ref 


tonella. 
NR_025100.1 
partial seq 


Bar 
ref 
RNA, 


ref|NR_025096.1 
2331268 233272 
lobacterales; He 


ref|NR_025089.1 


acea 
ref 


e; Rhodobaca 
NR_025051.1 


tonella. 
NR_025043.1 


Bar 
ref 
> Ri 
ref 


emerella. 


a 


Helcococcus sueciensis 
occus sueciensis 
e Sedis; Helcococcus. 
Labrys monachus strain 


41 Labrys monachus Bacteria; 


Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Methylobacterium 

9 Methylobacterium 

acteriaceae; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


, 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Methylobacter marinus 
marinus Bacteria; 
cter. 

Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Riemerella columbina 


26 Riemerella columbina Bacteria; 


Thioalkalimicrobium 


NR_024992.1 


2467928 2469361 Thioalkalimicrobium aerophilum 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


101192 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


101192 Bacteria_16S 


strain MHS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
101192 Bacteria_16S 


strain C-29 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
101192 Bacteria_16S 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


101192 Bacteria_16S 


strain AN1 16S ri 
strain CMRI H02 1 
Proteobacteria; E 


straminisolvens s 
straminisolvens B 


101192 Bacteria_16S 
rain TH13 16S ribosomal RNA, partial s 
Bacill 


voinovskiensis st 
voinovskiensis Ba 


101192 Bacteria_16S 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


101192 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


101192 Bacteria_16S 
in MBIC4355 16S ribosomal RNA, partial 
Fl 


amylolyticum stra 
amylolyticum Bact 


101192 Bacteria_16S 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


101192 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


101192 Bacteria_16S 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


101192 Bacteria_16S 
in DSM 2641 16S ribosomal RNA, partial 
Bacillac 


flavithermus stra 
flavithermus Bact 


101192 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


101192 Bacteria_16S 


strain SG3902 16S 
Firmicutes; Clost 


101192 Bacteria_16S 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


101192 Bacteria_16S 


strain ORS 992 16 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


2473367 2473254 1 114 
bosomal RNA, partial sequence 
eltaproteobacteria; 
2542220 2542135 1 86 
ribosomal RNA, partial sequence 


gi 
24 


gi 
25 


2549813 2549728 1 86 
ibosomal RNA, partial sequence 


gi 
25 


2563629 2563544 1 86 gi 


2568211 2568126 1 86 
bosomal RNA, partial sequence 


gi 


2672031 2671946 1 86 gi 


2682734 2682653 1 82 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; 
2697442 2697337 1 106 gi 
cteria; Firmicutes; Bacillales; 


2708170 2708085 1 86 gi 


2738273 2738192 1 82 gi 
n KMM 3674 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; 
2811706 2811625 1 82 gi 
Bacteroidetes; Flavobacteria; 
2865169 2865084 1 86 


eria; 
gi 


2923554 2923442 1 113 gi 


2926416 29263311 86 
train E-396 16S ribosomal RNA, 


gi 


2994608 2994523 1 86 gi 


terium group; Agrobacterium. 


2999243 2999138 1 106 gi 
Firmicutes; Bacillales; 
3002383 3002270 1 114 


eria; 
gi 
tes; Bacillales; Paenibacillaceae; 
3017510 3017429 1 82 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
3063060 3062975 1 


gi 


86 gi 


3076368 3076283 1 86 
S ribosomal RNA, partial sequence 


gi 


3085585 3085500 1 86 gi 


101192 Bacteria_16S 


3087030 3086945 1 86 gi 


Syntrophobacterale 


H 


2567339 25687 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
101192 Bacteria_16S 
6S ribosomal RNA, partial sequence 2671138 26725 
psilonproteobacteria; Campylobacterale 
101192 Bacteria_16S 


Clost 


Fla 


12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
101192 Bacteria_16S 
complet 
acteria; Proteobacteria; Alphaproteoba 


n BT2 16S ribosomal RNA, partial seque 
Bre 


3016582 30179 
Halobacteroida 


3075492 30769 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
101192 Bacteria_16S 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


219857401 
72404 24737 
S; 
219857349 
41332 25426 
YP. 
219857344 
48929 25503 
nellaceae; 
219857335 
ial sequen 
acteria; C 


219857289 


rhizobiace 
219857208 


s; Helicob 
219857201 
sequence 
ridiales; 
219857190 
equence 
aceae; Ano 
219857183 
sequence 
eria; Camp 


219857162 
sequence 

vobacteria 
219857109 
sequence 
avobacteri 
219856881 
sequence 
a; Sphingo: 


219856841 
nce 29226 
nadales; X 
219856839 
e sequence 
cteria; Rh 


219846927 
quence 
ia; Rhizob 


, 


219846924 
sequence 
eae; Anoxy 
219846922 
nce 30014 
vibacillus 
219846912 


ceae; Oren 
219846880 
sequence 

eria; Rhod 


219846871 


biaceae; R 
219846865 
al sequenc 
ria; Rhodo 


Syntrop 


homonada 


ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 
haceae; Smithella. 

ref|NR_024937.1|] Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
ceae; Hyphomonas. 

ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


, 


ref |NR_024920.1 
17 Nitrobacter a 
ae; Nitrobacter 
ref |NR_024836.1 
55 Helicobacter ganmani Bacteria; 
acteraceae; Helicobacter. 
ref|NR_024829.1| Clostridium 
2681812 2683258 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_024818.1| Anoxybacillus 
2696496 2698001 Anoxybacillus 
xybacillus. 
ref|NR_024811.1 
2707242 270866 
ylobacterales; H 


Nitrobacter alkalicus 
lkalicus Bacteria; 


Helicobacter ganmani 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


ref|NR_024790.1 
2737379 273875 
les; Flavobacter 
ref |NR_024737.1 
2810779 281222 
ales; Flavobacte 
ref|NR_024700.1 
2864276 286573 
monadales; Sphin 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Paracoccus 

1 Paracoccus 

hodobacteraceae; 


ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024658.1 
2925520 292697 


odobacterales; R 


Agrobacterium 
8 Agrobacterium 
eae; 


ref|NR_026519.1 
2993732 299516 
iales; Rhizobiac 


ref|NR_026516.1 
2998293 299981 
bacillus. 
ref|NR_026514.1 
33 3002946 Brevib 
ref|NR_026504.1| Orenia salinaria 
18 Orenia salinaria Bacteria; 
ia. 
ref |NR_026472.1 
3062186 306360 
obacterales; Rho 


Anoxybacillus 
6 Anoxybacillus 


Brevibacillus 
acillus thermoruber 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


ref|NR_026463.1| Rhizobium undicola 

24 Rhizobium undicola Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026457.1| Paracoccus 

e 3084717 3086111 Paracoccus 

bacterales; Rhodobacteraceae; 


219846864 


denitrificans strain 381 16S ribosomal RNA, partial sequence 


ref|NR_026456.1] Paracoccus 
3086162 3087556 Paracoccus 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


101192 Bacteria_16S 
histidinovorans strain Z-7940 16S ribosomal RNA, partia 


histidinovorans B 


101192 Bacteria_16S 


strain N2 16S rib 


Proteobacteria; Alphapro 
101192 Bacteria_16S 


strain A901/1 16S 


Proteobacteria; Alphapro 
101192 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


101192 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


101192 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
101192 Bacteria_16S 


strain IFO 10550 


strain Z-7591 16S 
Spirochaetes; Spi 


101192 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
101192 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


101192 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


101192 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


101192 Bacteria_16S 


strain LMG 7837 1 


3088528 3088415 1 114 


gi 


Clost 
gi 


acteria; Firmicutes; Clostridia; 
3107977 3107892 1 86 
osomal RNA, complete sequence 
teobacteria; Rhodobacterales; 
3134966 3134881 1 86 gi 
ribosomal RNA, partial sequence 
teobacteria; Rhodobacterales; 
3144041 3143956 1 86 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
86 gi 
19 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


v 


3162368 3162283 1 
in EL-2 
eria; P 


3163828 3163743 1 86 gi 
172 16S ribosomal RNA, partial sequenc 
3209449 3209346 1 104 gi 
Sphingomonadales; 
3318560 3318447 1 114 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3571782 3571666 1 117 gi 
ribosomal RNA, partial sequence 
Bifidobacteriales; Tu 
3582259 3582178 1 82 gi 
p- thermolacticum strain TX41 16S ribo 
lostridium. 

3588474 3588390 1 85 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3594630 3594549 1 82 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3603872 3603787 1 86 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Sinorhizobium. 


101192 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


101192 Bacteria_16S 


strain USDA 1844 


3635426 3635341 1 86 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3646122 3646037 1 86 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


101192 Bacteria_16S 


strain H152 16S r 


3656773 3656688 1 86 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


101192 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


101192 Bacteria_16S 


strain CNS 2-75 1 


3682744 3682659 1 86 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3684197 3684112 1 86 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


101192 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


101192 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


101192 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


101192 Bacteria_16S 


strain ATCC 29543 


3697786 3697701 1 86 gi 
psilonproteobacteria; Campylobacterale 
3703857 3703776 1 82 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
3766476 3766371 1 106 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
3817877 3817792 1 86 gi 
16S ribosomal RNA, partial sequence 


3107102 31085 
R 


3134094 31355 
R 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
101192 Bacteria_16S 
3317638 33191 


3570843 35723 


6S ribosomal RNA, partial sequence 3602996 36044 


16S ribosomal RNA, partial sequence 3645244 36466 


3655877 36573 


6S ribosomal RNA, partial sequence 3683303 36847 


6S ribosomal RNA, partial sequence 3696887 36983 


219846863 
1 sequence 
ridiales; 
219846850 


hodobacter 
219846832 


hodobacter 
219846826 
31431 
terales; R 
219846814 
equence 

ria; Rhodo 


219846813 
e 31629 
hodobacter 
219846782 


Sphingomon 
219846708 


eta. 
219846528 


ricella. 
219846521 
somal RNA, 


219846517 
nce 35875 
ellales; D 
219846512 
1 sequence 
diales; Cl 
219846504 
biaceae; S 
219846482 
36345 
obacterale 
219846474 


biaceae; R 
219846467 


biaceae; R 
219846449 
36818 
terales; R 
219846448 


llaceae; O 
219846438 


s; Helicob 
219846434 
ial sequen 
lavobacter 
219846387 
ce 37655 
ibrionales 
219846351 


ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref |NR_026442.1 


acea 
ref 


e; Rhodovulu 
NR_026424.1 


aceae; Paracoccu 
ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026406.1 
161511 316291 


bacterales; Rhod 


Ww 


ref|NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref|NR_026300.1 


ref 


NR_026120.1 


ref 
par 


NR_026113.1 
tial sequenc 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref |NR_026104.1 
3593717 359520 
ostridiaceae; Cl 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026066.1 


hizo 
ref 


bium/Agrobac 
NR_026059.1 


hizobium/Agrobac 
ref |NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref|NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref |NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025942.1 


Natronincola 
0 Natronincola 
Natronincola. 
Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


s. 
Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Sphingomonas mali 


mali Bacteria; 


monas. 
Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Desulfurella 

urella acetivorans 
Desulfurella. 
Clostridium 

3 Clostridium 

ostridium. 
Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Helicobacter rodentium 

bacter rodentium 

ceae; Helicobacter. 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 

Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 


Wolinella succinogenes 


3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 


101192 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


strain ST1 16S ri 
Proteobacteria; E 


cellulosolvens st 
cellulosolvens AT 


3819400 38193151 86 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
101192 Bacteria_16S 


3822462 3822377 1 86 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
101192 Bacteria_16S 
rain ATCC 35603 16S ribosomal RNA, par 


3851129 3851048 1 82 


gi| 219846350 
3818485 38199 
S; 
gi| 219846348 
3821543 38230 
S; 
219846328 
tial seque 
di Clost 


gi 


Clostri 


Helicob 


Helicob 


ref|NR_025941.1 
57 Helicobacter cinaedi Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025939.1| Helicobacter muridarum 
20 Helicobacter muridarum Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025918.1| Bacteroides 

nce 3850218 3851681 Bacteroides 
ridi Rumino unclassified 


Helicobacter cinaedi 


Ruminococcaceae. 


101192 Bacteria_ 
cellulolyticus st 
cellulolyticus Ba 
101192 Bacteria_ 
strain F9251 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
101192 Bacteria_ 
oligotrophica str 
oligotrophica Bac 
101192 Bacteria_ 


strain DM-82 16S 


strain IAM 13153 
Proteobacteria; 


101192 Bacteria_ 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 


Cc 35603 Bacteria; 


Firmicutes; 


16S 3852638 3852557 1 82 gi 
cteria; Firmicutes; Clostridia; 
16S 3894107 3894022 1 86 


ribosomal RNA, partial sequence 


gi 


16S 3912429 39123441 86 gi 


16S 3938068 3937983 1 86 
ribosomal RNA, partial sequence 


gi 


16S 3939505 3939420 1 86 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


16S 3976486 3976401 1 86 gi 
16S ribosomal RNA, complete sequence 

Alphaproteobacteria; Rhizobiales; Bruce 
16S 3980637 3980552 1 86 gi 


rain CD2 16S ribosomal RNA, partial se 
Clostr 


3893217 38946 


ain S58 16S ribosomal RNA, partial seque 
teria; Proteobacteria; Alphaproteobact 


3937190 39385 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
101192 Bacteria_ 
extorquens strain 
extorquens Bacter 
Methylobacterium. 
101192 Bacteria_ 


a; 


219846327 

quence 

idiales; 
219846299 


nellaceae; 
219846286 
nce 

eria; Rhiz 
219846267 


dobacter 
219846266 
equence 

a; Rhizobi 


219846241 

39756 

llaceae; 
219846238 


ales; 


Rumin 


Mycop 


ref|NR_025917.1 

3851732 385319 
ococcaceae; 
ref|NR_025889.1 
Bartonella. 
ref|NR_025876.1 

3911550 391285 
obiales; Bradyr 
ref|NR_025857.1 


aceae; Paracoccu 
ref|NR_025856.1 
3938625 394003 
ales; Methylobac 


’ 


ref |NR_025831.1 
07 3977021 Mycopl 
lana. 


ref |NR_025828.1 


h 


coccaceae; 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Agromonas 

7 Agromonas 

izobiaceae; Agromonas. 
Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Mycoplana bullata 
ana bullata Bacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
101192 Bacteria_16S 3994055 3993950 1 106 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

101192 Bacteria_16S 4093824 4093743 1 82 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

101192 Bacteria_16S 4108732 4108647 1 86 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

101192 Bacteria_16S 4134597 4134512 1 86 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

101192 Bacteria_16S 4167049 4166964 1 86 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

101192 Bacteria_16S 4168531 4168446 1 86 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

101192 Bacteria_16S 4197576 4197471 1 106 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

101192 Bacteria_16S 4232351 4232266 1 86 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

101192 Bacteria_16S 4239898 4239813 1 86 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 

101192 Bacteria_16S 4241357 4241272 1 86 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 

101192 Bacteria_16S 4012 3928 1 85 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

101192 Bacteria_16S 44745 44661 1 85 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 


101192 Bacteria_16S 70586 70502 1 85 gi| 265679017 |ref|NR_029325.1| Schwartzia 


succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 
101192 Bacteria_16S 96218 96134 1 85 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 


aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 


101192 Bacteria_16S 111437 111353 1 85 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

101192 Bacteria_16S 160302 160186 1 117 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 


helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 
101192 Bacteria_16S 192310 192226 1 85 gi| 265678935 |ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
101192 Bacteria_16S 224623 224539 1 85 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 
101192 Bacteria_16S 270098 270014 1 85 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 


101192 Bacteria_16S 330921 330837 1 85 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
strain CC-1 16S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

101192 Bacteria_16S 341889 341805 1 85 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
101192 Bacteria_16S 355160 355076 1 85 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

101192 Bacteria_16S 362666 362582 1 85 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

101192 Bacteria_16S 377635 377519 1 117 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
101192 Bacteria_16S 382194 382110 1 85 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 
101192 Bacteria_16S 388359 388275 1 85 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
101192 Bacteria_16S 402176 402060 1 117 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 
101192 Bacteria_16S 439372 439288 1 85 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 
101192 Bacteria_16S 496027 495919 1 109 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
101192 Bacteria_16S 525026 524910 1 il? gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
101192 Bacteria_16S 552581 552465 1 LL gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
101192 Bacteria_16S 649733 649649 1 85 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

101192 Bacteria_16S 817545 817461 1 85 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 
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acteria; Deltaproteobacteria; Desulfob 
956643 956559 1 85 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


972030 971946 1 85 gi 
16S ribosomal RNA, partial sequence 
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NR_025094.1 


Kushneria marisflavi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 


101192 Bacteria_16S 1485599 1485515 1 85 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

101192 Bacteria_16S 1493167 1493083 1 85 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

101192 Bacteria_16S 1515556 1515472 1 85 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

101192 Bacteria_16S 1523150 1523066 1 85 gi| 219857543 |ref|NR_025131.1| Treponema parvum 


strain OMZ833 16S 
Spirochaetes; Spi 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 


1522207 15236 


91 Treponema parvum Bacteria; 


101192 Bacteria_16S 1541464 1541348 1 117 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

101192 Bacteria_16S 1543024 1542908 1 117 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

101192 Bacteria_16S 1569894 1569810 1 85 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

101192 Bacteria_16S 1629307 1629223 1 85 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

101192 Bacteria_16S 1669031 1668915 1 TL? gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
101192 Bacteria_16S 1704158 1704074 1 85 gi| 219878405 |ref|NR_025544.1| Methylocystis 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
101192 Bacteria_16S 1717856 1717764 1 93 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
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94 Pedobacter saltans Bacteria; 

iaceae; Pedobacter. 

ref|NR_025497.1| Nautilia lithotrophica 
21 Nautilia lithotrophica Bacteria; 


psilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 
1811955 1811839 1 117 gi|219878328|ref|NR_025467.1| Curtobacterium 
- flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


m. 

ref |NR_025462.1 
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; Microbacteriaceae; Plantibacter. 
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Plantibacter flavus 


Chelatococcus 
8 Chelatococcus 
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izobiales; Beije 
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obacteriaceae; M 
ref|NR_025377.1| Campylobacter hominis 
49 Campylobacter hominis Bacteria; 
bacteraceae; Campylobacter. 
ref|NR_025284.1| Thauera terpenica 

42 Thauera terpenica Bacteria; 


Mesorhizobium 
izobium chacoense 
esorhizobium. 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

2098529 2098445 1 85 gi|219878123|ref|NR_025262.1| Nitratireductor 
in NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
eria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

2106182 2106102 2 82 gi|219878116|ref|NR_025255.1| Brumimicrobium 
CAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 

2163588 2163504 1 85 gi|219857626|ref|NR_025215.1| Desulfovibrio 


2162629 2164163 Desulfovibrio 


hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


101192 Bacteria_16S 2187968 2187884 1 85 gi| 219857607 |ref|NR_025196.1 
strain K9951 16S ribosomal RNA, partial sequence 2187032 21885 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
101192 Bacteria_16S 2221237 2221153 1 85 gi| 219857585 |ref|NR_025173.1 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacte 
101192 Bacteria_16S 2222647 2222563 1 85 gi|219857584|ref|NR_025172.1 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xantho 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xa 
101192 Bacteria_16S 2228806 2228690 1 117 gi|219857580|ref|NR_025168.1 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 22293 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
101192 Bacteria_16S 2236444 2236360 1 85 gi|219857575|ref|NR_025163.1 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 223697 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfonatronum. 

101192 Bacteria_16S 2356344 2356260 1 85 gi|219857490|ref|NR_025078.1 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 235691 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibriona 
Desulfovibrionaceae; Desulfovibrio. 

101192 Bacteria_16S 2360917 2360801 1 117 gi| 219857487 |ref|NR_025075.1 
strain K265 16S ribosomal RNA, partial sequence 2360002 23614 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
101192 Bacteria_16S 2362435 2362319 1 117 gi|219857486|ref|NR_025074.1 
strain K300 16S ribosomal RNA, partial sequence 2361525 23629 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
101192 Bacteria_16S 2400327 2400243 1 85 gi|219857460|ref|NR_025048.1 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 240087 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyph 
Hyphomicrobium. 

101192 Bacteria_16S 2403368 2403284 1 85 gi| 219857458 |ref|NR_025046.1 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillo 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

101192 Bacteria_16S 2415758 2415674 1 85 gi|219857450|ref|NR_025038.1 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 241631 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
Desulfovibrio. 

101192 Bacteria_16S 2501857 2501773 1 85 gi|219857381|ref|NR_024969.1 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legion 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
101192 Bacteria_16S 2503363 2503279 1 85 gi|219857380|ref|NR_024968.1 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 250240 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legion 
101192 Bacteria_16S 2526103 2526019 1 85 gi|219857360|ref|NR_024948.1 
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2654178 2654094 1 85 gi|219857222|ref|NR_024850.1 
ribosomal RNA, partial sequence 2653267 26546 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
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ibrionaceae; Des 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024852.1 
ira oryzae Bacte 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Xanthobacter viscosus 


viscosus Bacteria; 
r. 


Xanthobacter 

bacter aminoxidans 
nthobacter. 

Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Desulfonatronum 

8 Desulfonatronum 

Desulfonatronumaceae; 


Desulfovibrio 
7 Desulfovibrio 


les; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Hyphomicrobium 

3 Hyphomicrobium 

omicrobiaceae; 


Veillonella criceti 
nella criceti Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Azospira oryzae strain 
ria; Proteobacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 


2668117 266958 


Saccharopolyspora 
1 Saccharopolyspora 


spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiace 


101192 Bacteria_16S 


strain Pd55 16S 
Proteobacteria; 


101192 Bacteria_16S 


narugense strain 
Bacteria; Firmic 


101192 Bacteria_16S 


terrae strain IF 
Bacteria; Actino 
Actinokineospora 


101192 Bacteria_16S 


strain ATCC 1937 
Bacteria; Proteo 


101192 Bacteria_16S 


strain ATCC 3361 
Bacteria; Proteo 


101192 Bacteria_16S 


strain IAM 14848 
Actinobacteria; 


101192 Bacteria_16S 


strain IFO 15616 
Actinobacteria; 


101192 Bacteria_16S 


strain LS-13 16S 
Proteobacteria; 


101192 Bacteria_16S 


strain 441-1 16S 
Proteobacteria; 


101192 Bacteria_16S 


strain NCIMB 111 
Proteobacteria; 


101192 Bacteria_16S 


sulfodismutans s 
sulfodismutans B 
Desulfovibrio. 


101192 Bacteria_16S 


strain K 16S rib 
Proteobacteria; 


101192 Bacteria_16S 


limneticum strai 
Bacteria; Proteo 


101192 Bacteria_16S 


strain F98.3HR69 
Actinobacteria; 


101192 Bacteria_16S 


strain DSM 11603 
Proteobacteria; 


101192 Bacteria_16S 


salinarius strai 
salinarius Bacte 


101192 Bacteria_16S 


plurifarium stra 
plurifarium Bact 
Mesorhizobium. 


101192 Bacteria_16S 


deleyianum strai 


Campylobacterace 


101192 Bacteria_16S 


arcachonense str 
arcachonense Bac 


Sulfurospirillum. 
101192 Bacteria_16S 


bizzozeronii str 
bizzozeronii Bac 
Helicobacter. 


101192 Bacteria_16S 


strain TagT2C 16 


Sulfurospirillum 


ae; Saccharopolyspora. 
2676619 2676535 1 85 gi|219857205|ref|NR_024833.1 
ribosomal RNA, partial sequence 2675717 26771 


Epsilonproteobacteria; Nautiliales; Nau 
2739730 2739646 1 85 gi 
Na82 16S ribosomal RNA, partial sequen 
utes; Clostridia; Thermoanaerobacterale 
2760466 2760350 1 117 gi 
O 15668 16S ribosomal RNA, partial sequ 
bacteria; Actinobacteridae; Actinomycet 
2852831 28527311 101 gi 
4 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Xanthomo 
2857510 2857410 1 101 gi 
6 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Xanthomo 
2900460 2900344 1 117 gi 


Actinobacteridae; Actinomycetales; Micr 
2903532 2903416 1 117 gi 


Actinobacteridae; Actinomycetales; Micr 
2991658 2991574 1 85 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 
2993147 2993063 1 85 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 
3005407 3005323 1 85 gi 
26 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Methy 
3050823 3050739 1 85 gi 
train ThAcOl 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteobac 
3071900 3071816 1 85 gi 
Alphaproteobacteria; Rhizobiales; Beije 
3074863 3074779 1 85 gi 
n cda-1 16S ribosomal RNA, partial sequ 
bacteria; Betaproteobacteria; Rhodocycl 
3099052 3098944 1 109 gi 


Actinobacteridae; Actinomycetales; Micr 
3106500 3106416 1 85 gi 


Rhizobiales; Phyll 
85 gi 


Alphaproteobacteria; 
3130601 3130517 1 
n SG3903 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Halanaerob 
3131976 3131892 1 85 gi 
in LMG 11892 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacter 


3137990 3137906 1 85 gi 


n Spirillum 5175 16S ribosomal RNA, par 
Sulfurospirillum. 

3159405 31593211 85 gi 
ain F1F6 16S ribosomal RNA, partial seq 


teria; Proteobacteria; Epsilonproteobac 


ae; 


3212448 3212364 1 85 gi 
ain CCUG 35045 16S ribosomal RNA, parti 
teria; Proteobacteria; Epsilonproteobac 


3239837 3239753 1 85 


cr 


ce 
S; 


en 
al 


na 


na 


oc 


oc 


io 


io 


lo 


te 


ri 


en 


al 


oc 


ob 


ia 


pom k 


al 
te 


gi 
S ribosomal RNA, partial sequence 


s 


s 


es; 


219856889 
28518 
dales; 
219856886 
28565 
dales; 
219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
occineae 
219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
occineae; 
219846929 
2990709 29921 
nellaceae; 
219846928 
2992209 29936 
nellaceae; 
219846920 
30045 
cystaceae; 
219846888 
equence 


ria; 


219846874 
osomal RNA, partial sequence 3071024 3072416 Methylocella palustri 
nckiaceae; 
219846872 
ce 30739 
Rhodocyc 
219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
occineae; 
219846851 
16S ribosomal RNA, partial sequence 3105629 31070 
acteriaceae; 
219846835 
ue 
ia 
219846834 
equence 
; Rhizobiales; 


es; 


nce 
les; 


219846830 
al sequence 
deleyianum Bacteria; Proteobacteria; Epsilonproteoba 


219846816 
ue 
te 


nce 
ria; 


219846780 a 
sequence 3211554 32129 


ria; 


219846761 
3238968 3240379 Xanthobacter tagetidis Bacteria; 


liaceae; 
219857161 

27388 
Thermodesul 
219857146 
ce 27595 
Pseudonocardineae; 


Lebetimonas. 
ref |NR_024789.1 
10 2740172 Thermo 
fobiaceae; T 
ref|NR_024774.1 
56 2761026 Actino 


ref|NR_024708.1 
86 2853382 Pseudo 
Xanthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
Xanthomonadaceae; 
ref|NR_024675.1 


; Microbacteriac 
ref|NR_024673.1 


Microbacteriac 
ref|NR_026521.1 
58 Fluoribacter 
Fluoribacter. 
ref|NR_026520.1 
Legionella. 
ref|NR_026512.1 
29 3005936 Methyl 
Methylosinus. 
ref |NR_026480.1 

3049889 305136 
Desulfovibrionales; 


ref |NR_026466.1 
Methylocella. 
ref |NR_026464.1 
12 3075441 Ferrib 
laceae; Ferr 
ref|NR_026448.1 
44 Arthrobacter 
Micrococcaceae 
ref |NR_026443.1 
51 Aquamicrobium 
Aquamicrobi 
NR_026427.1 
129667 313104 
Halobacteroidaceae; 
ref |NR_026426.1 
131100 313253 
Phyllobac 


ref 


w 


Ww 


22.1 
8 


ref|NR_0264 


31370 


ref|NR_026408. 
158497 31599 


Campylobacterales; 


2 


Ww 


NR_026372.1 
7 


ref 


Campylobacterales; 


ref 


cteria; 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Methylocella palustris 
s Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Aquamicrobium defluvii 
defluvii Bacteria; 
um. 
Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Sulfurospirillum 
4 3138514 
Campylobacterales; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


NR_026353.1 


Xanthobacter tagetidis 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


101192 Bacteria_16S 


101192 Bacteria_16S 
strain L2 16S rib 


Proteobacteria; 


101192 Bacteria_16S 
autotrophicus str 
Proteob 


Bacteria; 


101192 Bacteria_16S 
strain 301 16S ri 


101192 Bacteria_16S 
strain BN6 16S ri 


Proteobacteria; 


101192 Bacteria_16S 


strain DSM 5156 
Firmicutes; Clos 


101192 Bacteria_16S 


strain DSM 43205 


101192 Bacteria_16S 


strain DSM 43045 


101192 Bacteria_16S 
testaceum strain 
testaceum Bacteri 


Microbacterium. 


101192 Bacteria_16S 


strain DSM 20542 


101192 Bacteria_16S 


strain DSM 20528 


101192 Bacteria_16S 


strain 106 16S r 
Proteobacteria; 


101192 Bacteria_16S 


strain WO-44C 16 
Proteobacteria; 


101192 Bacteria_16S 


strain JB13 16S 
Proteobacteria; 


101192 Bacteria_16S 


periodonticum st 
periodonticum Ba 


101192 Bacteria_16S 


nucleatum subsp. 


Fusobacteriaceae 


101192 Bacteria_16S 


strain Dfrl 16S 
Proteobacteria; 


101192 Bacteria_16S 


strain Inkinen 1 
Proteobacteria; 


101192 Bacteria_16S 


Proteobacteria; 


101192 Bacteria_16S 


strain PS-1 16S ribosomal RNA, partial 
Proteobacteria; 
101192 Bacteria_16S 
strain Hh-2 16S ribosomal RNA, partial 


3266867 3266783 1 85 gi|219846743|ref|NR_026335.1| Legionella drancourtii 
strain LLAP12 16S ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3268285 3268201 1 85 gi|219846742|ref|NR_026334.1| Legionella lytica 

osomal RNA, partial sequence 3267345 3268825 Legionella lytica Bacteria; 
Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
3308026 3307942 1 85 gi|219846716|ref|NR_026308.1| Xanthobacter 
ain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
acteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
3309488 3309404 1 85 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
bosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
3312435 3312319 1 il? gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
bosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

3374924 3374840 1 85 gi|219846667|ref|NR_026259.1| Orenia marismortui 
16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
tridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

3472833 3472749 1 85 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 

16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
3504542 3504426 1 117 gi|219846573|ref|NR_026165.1| Agromyces ramosus 
16S ribosomal RNA, partial sequence 3503623 3505104 Agromyces ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
3507587 3507471 1 117 gi|219846571|ref|NR_026163.1| Microbacterium 
DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
3516720 3516604 1 117 gi|219846565|ref|NR_026157.1| Curtobacterium luteum 
16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
3518242 3518126 1 117 gi|219846564|ref|NR_026156.1| Curtobacterium citreum 
16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 

3556669 3556585 1 85 gi|219846538|ref|NR_026130.1| Zoogloea ramigera 
ibosomal RNA, partial sequence 3555718 3557247 Zoogloea ramigera Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

3576327 3576243 1 85 gi|219846525|ref|NR_026117.1| Legionella feeleii 
S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3586950 3586866 1 85 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 
ribosomal RNA, partial sequence 3585997 3587456 Methylomonas fodinarum Bacteria; 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

3618920 3618818 1 104 gi|219846493|ref|NR_026085.1| Fusobacterium 
rain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
cteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

3620301 3620199 1 104 gi|219846492|ref|NR_026084.1| Fusobacterium 

animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 
Fusobacterium nucleatum subsp. animalis Bacteria; Fusobacteria; Fusobacteriales; 
; Fusobacterium. 

3632442 36323301 113 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
ribosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 
Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

3647614 3647530 1 85 gi|219846473|ref|NR_026065.1| Helicobacter salomonis 
6S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter salomonis Bacteria; 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3762020 3761908 1 113 gi|219846391|ref|NR_025982.1| Geobacter chapelleii 

strain 172 16S ribosomal RNA, partial sequence 3761076 3762547 Geobacter chapelleii Bacteria; 
Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
3798068 3797984 1 85 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

3802540 3802456 1 85 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 

sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 


Proteobacteria; 
101192 Bacteria_16S 
helveticus strain 
Bacteria; 
101192 Bacteria_16S 3820933 3820849 1 
acinonychis strain Eaton 90-119-3 16S 
acinonychis Bacteria; Proteobacteria; 
Helicobacter. 


3808592 3808508 1 


Epsilonproteobacteria; Campylobacterales; 


85 


D5248 16S ribosomal RNA, partial sequence 38076 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


85 


Helicob 


gi|219846357 


219846349 


acteraceae; Helicobacter. 
ref|NR_025948.1] Campylobacter 

88 3809126 Campylobacter helveticus 

s; Campylobacteraceae; Campylobacter. 


gi 


ribosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


ref|NR_025940.1| Helicobacter 
3820008 3821492 Helicobacter 


101192 Bacteria_16S 
strain CS1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Bacteria; 
101192 Bacteria_16S 
strain B9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


3827043 3826959 1 85 gi 


3839055 38389711 85 gi 
4B 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotricha 
101192 Bacteria_16S 
nitrofigilis strain CI 16S ribosomal RNA, partial sequenc 
Proteobacteria; Epsilonproteobacteria; Campylob 


3869357 3869273 1 85 gi 


3898769 3898685 1 85 gi 


219846345 
3826129 3827602 Helicobacter 
Helicobacteraceae; 
219846336 


Epsilonproteobacteria; Campylobacterales; 
101192 Bacteria_16S 
pelophila strain 
Bacteria; les; 


219846316 


acterales; Campylobacteraceae; 
219846296 
3897893 3899299 Ahrensia kielensis Bacteria; 


hodobacteraceae; 


Helicobacter felis 
felis Bacteria; 
Helicobacter. 
ref|NR_025926.1| Thiomicrospira 
3838114 3839581 Thiomicrospira pelophila 
Piscirickettsiaceae; Thiomicrospira. 
ref|NR_025906.1] Arcobacter 

3868419 3869879 Arcobacter nitrofigilis 
Arcobacter. 
Ahrensia kielensis 


ref|NR_025935.1 


ref|NR_025886.1 


Ahrensia. 


101192 Bacteria_16S 3940960 3940876 1 85 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

101192 Bacteria_16S 3952801 3952717 1 85 gi|219846257|ref|NR_025847.1| Moritella japonica 


strain DSK1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; 


101192 Bacteria_16S 


strain SEBR 2582 
Proteobacteria; 


101192 Bacteria_16S 
strain 50-1 BON 1 
Firmicutes; 


Mahella. 


101192 Bacteria_16S 
thermautotrophica strain 41 16S ribosomal RNA, partial 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clo 
Carboxydocella. 
101192 Bacteria_16S 

strain U 5/41 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
101192 Bacteria_16S 
flavescens strain 


Sedis; 


Microbacterium. 


101192 Bacteria_16S 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


Clostridia; 


4064991 4064907 1 85 gi 


Deltaproteobacteria; Desulfovibrionales; 
4066515 4066431 1 85 gi 


Deltaproteobacteria; Desulfovibrionales; 
4077019 4076935 1 85 gi 


Thermoanaerobacterales; 


4208027 42079441 85 gi 


4245887 4245788 1 101 gi 


32830 32727 1 104 gi 


122324 122221 1 104 gi 


Gammaproteobacteria; Alteromonadales; Mor 
101192 Bacteria_16S 
strain SRL4225 16S ribosomal RNA, partial sequence 


219846175 
16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio 


219846168 
Thermoana 
219846070 


quence 
ridiales; Clostridiales 


se 
st 


219722938 
4244934 4246383 Escherichia coli Bacteria; 
Enterobacteriaceae; 
265679042 
401 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678981 
ce 


3951843 3953348 Moritella japonica Bacteria; 
itellaceae; 
219846176 
4064043 4065518 Desulfovibrio 
Desulfovibrionaceae; Desulfovibrio. 
Desulfovibrio longus 


Moritella. 
ref|NR_025766.1 
bastinii Bacteria; 
ref|NR_025765.1 


longus Bacteria; 


Desulfovibrionaceae; Desulfovibrio. 
Mahella australiensis 
6S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
erobacterales Family IV. 


ref|NR_025758.1 


Incertae Sedis; 


ref|NR_025660.1| Carboxydocella 
4207086 4208540 Carboxydocella 
Family XVI. Incertae 
ref|NR_024570.1| Escherichia coli 
Escherichia. 
ref |NR_029350.1| Microbacterium 
31915 33385 Microbacterium flavescens 
Micrococcineae; Microbacteriaceae; 


ref|NR_029289.1] Desulforhabdus 
121373 122854 Desulforhabdus amnigena 


Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
101192 Bacteria_16S 158783 158680 1 104 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

101192 Bacteria_16S 221578 221472 1 107 gi|265678915|ref|NR_029223.1| Mycobacterium 


genavense strain 


Mycobacterium. 


101192 Bacteria_16S 
strain 40 16S ribosomal RNA, partial sequence 


Proteobacteria; 


101192 Bacteria_16S 
castelarensis strain BJ-608 16S ribosomal RNA, partial 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
101192 Bacteria_16S 
hebeiensis strain 


223119 223016 1 104 gi 


368554 368451 1 104 gi 


Streptomyces. 


403711 403608 1 104 gi 


Streptomyces. 
451597 451498 1 100 gi 
ribosomal RNA, partial sequence 


2289 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678914 
222148 223631 Vibrio campbellii Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
265678809 
sequence 


265678786 
YIM 001 16S ribosomal RNA, partial sequence 

hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
101192 Bacteria_16S 
strain Met-12 16S 


Actinomycetales; 


265678753 
450666 452169 Petrotoga mexicana Bacteria; 


220659 222097 Mycobacterium genavense 
Corynebacterineae; Mycobacteriaceae; 
ref 


NR_029222.1| Vibrio campbellii 


ref|NR_029114.1 
367645 369119 


Streptomyces 
Streptomyces 
Streptomycineae; 


ref|NR_029091.1 
402781 404300 


Streptomyces 
Streptomyces 
Streptomycineae; 

ref 


NR_029058.1| Petrotoga mexicana 


Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
101192 Bacteria_16S 485163 485064 1 100 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 


bajacaliforniensis Bacteria; 
101192 Bacteria_16S 


69 


16S ribosomal 


Spirochaetes; 
486753 486650 1 
RNA, partial sequence 


104 gi 


593308 593205 1 104 gi 


Spirochaetales; Spirochaetaceae; 
265678727 
485792 487320 Vibrio ponticus Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
101192 Bacteria_16S 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Alphaproteobacteria; 


265678657 


Sphingomonadales; 


Spirochaeta. 
ref |NR_029032.1 


Proteobacteria; 


ref |NR_028962.1| Novosphingobium 
592408 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 


Desulfovibrio bastinii 


Vibrio ponticus strain 


101192 Bacteria_16S 
strain B22P3 16S 


599174 599071 1 


104 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


101192 Bacteria_16S 600704 600601 1 


cangkringensis st 


Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 616165 616062 1 
strain 289 16S ribosomal RNA, complete 
Proteobacteria; 
101192 Bacteria_16S 
aerolatum strain 
Bacteria; Actinob 
Microbacterium. 
101192 Bacteria_16S 
strain HKI 0120 1 


619216 619113 1 


635849 635746 1 


101192 Bacteria_16S 645142 645039 1 
40M4T 16S ribosomal RNA, 
Gammaproteobacter 
101192 Bacteria_16S 
melanosporofacien 


657027 656924 1 


complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


104 


104 
sequence 


104 


104 


104 


104 


gi 


598291 59976 


rain D13P3 16S ribosomal RNA, partial 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


265678653 


ref 


1 Streptomyces 


NR_028958.1 


Streptomyces javensis 


javensis Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
gi|265678652|ref|NR_028957.1| Streptomyces 
sequence 599812 601293 Streptomyces 
Actinomycetales; Streptomycineae; 
gi| 265678641 |ref|NR_028946.1| Vibrio agarivorans 
615203 616744 Vibrio agarivorans Bacteria; 
Vibrio. 
gi|265678639|ref|NR_028944.1| Microbacterium 
618371 619715 Microbacterium aerolatum 


V-73 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


gi 


s strain NRRL B-12234 16S ribosomal RNA, partial 


ales; 


265678627 


265678621 


265678612 


Micrococ 


ref 


ref 


644174 645732 Vibrio lentus Bacter 


ref 


sequence 65613 


cineae; Mic 
NR_028932.1 
NR_028926.1 
i 


NR_028917.1 
2 


r 


a 


obacteriaceae; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
Intrasporangi 


ceae; Knoellia. 
Vibrio lentus strain 
a; Proteobacteria; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Anaerobaculum mobile 
mobile Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Aliivibrio wodanis 
brio wodanis Bacteria; 


Asticcacaulis 
Asticcacaulis 


lobacteraceae; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 
Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; S 
Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 676838 676755 1 84 gi| 265678598 |ref|NR_028903.1 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

101192 Bacteria_16S 685741 685638 1 104 gi| 265678592 |ref|NR_028897.1 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
101192 Bacteria_16S 709640 709537 1 104 gi|265678576|ref|NR_028881.1 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivi 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
101192 Bacteria_16S 720513 720410 1 104 gi| 265678568 |ref|NR_028872.1 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Cau 
Asticcacaulis. 

101192 Bacteria_16S 771428 771325 1 104 gi| 265678532 |ref|NR_028836.1 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 77198 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
101192 Bacteria_16S 793028 792925 1 104 gi| 265678517 |ref|NR_028820.1 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 79356 

Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

101192 Bacteria_16S 840409 840307 1 104 gi| 265678486 |ref|NR_028789.1 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis 
Bacillales; Bacillaceae; Geobacillus. 

101192 Bacteria_16S 876546 876443 1 104 gi|265678461|ref|NR_028764.1 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptomyces. 

101192 Bacteria_16S 908596 908493 1 104 gi| 265678439 |ref|NR_028741.1 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
101192 Bacteria_16S 995108 995005 1 104 gi| 265678381 |ref|NR_028683.1 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Acidaminobacter. 

101192 Bacteria_16S 1074016 1073913 1 104 gi|265678328|ref|NR_028630.1 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosp 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadacea 
101192 Bacteria_16S 1135879 1135776 1 104 gi|253680766|ref|NR_028014.1 
strain YB1 16S ribosomal RNA, partial sequence 1134932 11363 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 1141976 1141873 1 104 gi|253680762|ref|NR_028010.1 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 114255 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sp 
Sphingopyxis. 

101192 Bacteria_16S 1153991 1153888 1 104 gi|253680754|ref|NR_028002.1 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
101192 Bacteria_16S 1169199 1169100 1 100 gi| 228719827 |ref|NR_027585.1 


smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 
Spirochaetales; 


11293 Bacteria; Spirochaetes; 


Spirochaetaceae; 


Spirochaeta 


1168243 1169775 Spirochaeta smaragdinae DSM 
Spirochaeta. 


101192 Bacteria_16S 1223600 1223485 1 116 

strain AM1114 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
101192 Bacteria_16S 1228161 1228058 1 104 


strain R-4079 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


101192 Bacteria_16S 1234255 1234152 1 104 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, 


phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 


Clostridiaceae; 


gi|219878346 
1222664 12241 
Caminicell 
gi|219878281 
1227244 12287 


gi| 219878266 
partial sequen 
Actino: 


ref 
19 Caminicella sporogenes Bacteria; 


ref 
19 Cellvibrio fibrivorans Bacteria; 
aceae; 
ref 
ce 1233340 123481 
mycetales; 


NR_025485.1 


NR_025420.1 


Cellvibri 
NR_025405.1 


Micro 


Caminicella sporogenes 


Cellvibrio fibrivorans 


oO. 
Microbacterium 

7 Microbacterium 

coccineae; 


101192 Bacteria_16S 1237319 1237216 1 104 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

101192 Bacteria_16S 1258320 12582171 104 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 1265807 1265704 1 104 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 

Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

101192 Bacteria_16S 1335590 1335491 1 100 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 


strain SJ95 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; 


101192 Bacteria_16S 1347865 1347762 1 104 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


fumaroxidans MPOB Bacteria; Proteobacteria; 
Syntrophobacteraceae; Syntrophobacter. 


101192 Bacteria_16S 1358382 1358280 1 104 


gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial seque 
Fusobacteriales 


gonidiaformans ATCC 25563 Bacteria; Fusobacteria; 
101192 Bacteria_16S 1426224 14261211 104 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 
violaceolatus Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 
101192 Bacteria_16S 1427789 1427686 1 
coelescens strain 


104 


Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 1474825 1474722 1 
subsp. 
subsp. 
Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 1476389 1476283 1 
subsp. 
subsp. 


104 


107 


101192 Bacteria_16S 1488658 1488555 1 104 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, 
subsp. 
Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 1589752 1589649 1 
strain DSM 40258 
Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 1592848 1592745 1 104 


104 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; 


Streptomycineae; Streptomycetaceae; 
101192 Bacteria_16S 1594394 1594291 1 
chrestomyceticus 
chrestomyceticus 
Streptomycetaceae; 


Streptomyces. 
104 


Streptomyces. 


101192 Bacteria_16S 1595941 1595838 1 104 


Streptomycetaceae; Streptomyces. 


101192 Bacteria_16S 1658271 1658168 1 104 


CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


101192 Bacteria_16S 
strain 75-80 16S 


1659826 1659723 1 104 
ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; G 


101192 Bacteria_16S 1691777 1691674 1 104 


Petrotoga. 


AS 4.1594 16S ribosomal RNA, partial 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 


2 
albus strain DSM 40313 16S ribosomal RNA, partial sequence 
albus Bacteria; Actinobacteria; Actinobacteridae; 


2 
avium strain DSM 44156 16S ribosomal RNA, partial sequence 
avium Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC 


complete sequen 
rimosus Bacteria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 1588843 15903 


strain DSM 40545 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; 


2 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; 


1334683 13361 


gi|228720860 


gi|228720055 


gi|224581441 


224581440 
sequence 
Actinomyce 


gi 
gi| 219878476 
Actinomy 
gi| 219878445 
Actinomy 
gi| 219857134 
gi| 219878485 
Streptomycinea 

gi| 219878483 


partial 
Actinobact 


gi|219878482 
Acti 
gi|219878481 


Actinomy 


gi|219878436 


gi|219878435 
1658880 16603 


ref 


ref 
nce 


ref 
e 1425302 142681 
e; Actinomycetales; 
ref 
tales; 
ref 
cetales; 
ref 
cetales; 
ref a 
ce 1487741 148922 
Actinomycetales; 
ref 
40 Streptomyces catenulae Bacteria; 
e; 
ref 
sequence 
eridae; Actinomy 
ref 
ence 
nomycetales; 
ref 


cetales; 


ref 
o fortis Bacteri 


ref 
83 Grimontia hollisae Bacteria; 
rimontia. 


gi|219878413 


ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 


ref 


NR_027598.1 
1346912 134839 


NR_027588.1 

135754 
Fusobacteriace 
NR_027223.1 


Strept 
NR_027222.1 
1426862 142837 
Streptomy 
NR_025615.1 
1473916 147541 
Strepto 
NR_025584.1 
1475465 147693 
Coryneb 
NR_024762.1 


Strep 


NR_025624.1 


Streptomyceta 
NR_025622.1 
159193 


NR_025621.1 
159348 
Str 


NR_025620.1 
1595032 159652 
Strepto 


NR_025575.1 


NR_025574.1 


55 Petrotoga mobilis SJ95 Bacteria; 


Syntrophobacter 
7 Syntrophobacter 


Syntrophobacterales; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


albus 
albus 


Streptomyces 
4 Streptomyces 
mycineae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Streptomyces rimosus 
5 Streptomyces rimosus 
tomycineae; 


Streptomyces catenulae 


ceae; Streptomyces. 

Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


NR_025552.1 
1690867 169233 


Cellvibrio 
5 Cellvibrio 


ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Cellvibrio. 


101192 Bacteria_16S 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


101192 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


1697994 1697891 1 104 gi 
n CF36 16S ribosomal RNA, partial sequ 


ia; Vibrionales; Vibrionaceae; Vibrio. 


219878409 
en 


ce 16970 


ref|NR_025548.1 


acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
1699542 1699439 1 104 gi| 219878408 |ref|NR_025547.1 
somal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacte 


56 1698545 Microb 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


101192 Bacteria_16S 1708722 1708619 1 104 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

101192 Bacteria_16S 1734539 1734436 1 104 gi|219878385|ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
101192 Bacteria_16S 1737597 1737494 1 104 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

101192 Bacteria_16S 1772417 1772314 1 104 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
101192 Bacteria_16S 1773915 1773812 1 104 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 1776976 1776873 1 104 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 1792084 1791981 1 104 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 1793558 1793455 1 104 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 1795113 1795010 1 104 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 1796598 1796495 1 104 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 


strain LMG 20546 


Proteobacteria; G 


101192 Bacteria_16S 


strain LMG 20536 


Proteobacteria; G 


101192 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


101192 Bacteria_16S 


limicola strain G 
limicola Bacteria 


101192 Bacteria_16S 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


101192 Bacteria_16S 


strain ATCC 15260 
Proteobacteria; A 


101192 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


101192 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


101192 Bacteria_16S 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


101192 Bacteria_16S 


strain DSM 43030 
Actinobacteria; A 


ammaproteobacteria; Vibrionales; Vibri 
1798152 1798049 1 104 gi 


on 


ammaproteobacteria; Vibrionales; Vibri 
1813488 1813385 1 104 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
1830269 1830158 1 

olChil 16S ribosomal RNA, 


v 


on 


Petrotoga. 

112 gi 
complete seq 
Proteobacteria; Betaproteobacteria; 
1948988 1948885 1 104 gi 
333/02 16S ribosomal RNA, partial seq 
; Actinobacteria; Actinobacteridae; Ac 


ue 
Rh 


ue 
ti 


2016254 2016151 1 104 gi 
16S ribosomal RNA, partial sequence 

lphaproteobacteria; Sphingomonadales; 
2019215 2019112 1 104 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2020687 2020584 1 104 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


Sp 


YP 


s 
ct 


2057344 2057241 1 104 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2110746 2110643 1 


s 
A 


v 


104 gi 


ctinobacteridae; Actinomycetales; Stre 


pt 


101192 Bacteria_16S 


16S ribosomal RNA, partial sequence 1795652 17971 


219878337 
16S ribosomal RNA, partial sequence 1797206 17986 


219878327 
1812567 18140 
219878316 


219878229 


219878185 
219878183 
2018337 20 


219878182 


219878153 


219873436 
16S ribosomal RNA, partial sequence 2109822 21113 


aceae; V 


aceae; V 


nce 
odocycla 


nce 


nomyceta 


20 
hingo: 


153 
mon 


197 
homonada 
equen 
eria; 


ce 
Rh 


equence 
ctinomyc 


omycinea 


2113711 2113608 1 104 gi 


219857659 


ibri 
ref 


oO. 
NR_025476.1 
ibri 
ref 


oO. 
NR_025466.1 


ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025368.1 
1948071 194955 
les; Micrococcin 


ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref |NR_025322.1 
ceae; Maricauli 
ref|NR_025321.1 

2019809 202123 
odobacterales; H 


ref|NR_025292.1 
2056438 205792 
etales; Streptom 


ref|NR_025250.1 
30 Streptomyces 
e; Streptomyceta 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Microbacterium 

0 Microbacterium 

eae; Microbacteriaceae; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
s. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Streptomyces 
0 Streptomyces 


ycineae; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 


ref |NR_025248.1 


Novosphingobium 


pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 


pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


101192 Bacteria_ 


strain SW-46 16S 
Proteobacteria; 


101192 Bacteria_ 


strain PK-Blue 1 
Actinobacteria; 


101192 Bacteria_ 


strain NCIMB 863 
Proteobacteria; 


101192 Bacteria_ 


strain NCIMB 863 
Proteobacteria; 


101192 Bacteria_ 


thermospinosispo 
thermospinosispo 
Streptomycetacea 


101192 Bacteria_ 


gubbeenense stra 
gubbeenense Bact 
Microbacteriacea 


101192 Bacteria_ 


subsp. pectinoly 
salmonicida subs 
Aeromonadaceae; 


101192 Bacteria_ 


taejonensis stra 
taejonensis Bact 
Sphingopyxis. 


101192 Bacteria_ 


strain JSS-26 16 
Proteobacteria; 


101192 Bacteria_ 


berrensis strain 
Bacteria; Firmic 


101192 Bacteria_ 


yeochonensis str 
yeochonensis Bac 
Streptomycetacea 


101192 Bacteria_ 


naphthovorans st 
naphthovorans Ba 


101192 Bacteria_ 


subterraneus str 
Bacteria; Proteo 


101192 Bacteria_ 


albofaciens stra 
albofaciens Bact 
Streptomycetacea 


101192 Bacteria_ 


strain Lp2 16S r 
Actinobacteria; 


101192 Bacteria_ 


strain S-1 16S r 
Proteobacteria; 


101192 Bacteria_ 


saperdae strain 
saperdae Bacteri 
Microbacterium. 


101192 Bacteria_ 


strain S37 16S r 
Proteobacteria; 


101192 Bacteria_ 


tapeticola strai 
tapeticola Bacte 


101192 Bacteria_ 


esteraromaticum 
esteraromaticum 
Microbacteriacea 


101192 Bacteria_ 


16S 2118321 2118218 1 104 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Sphingomonadales; 
16S 2168212 2168109 1 104 gi 
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101192 Bacteria_16S 3148559 3148444 1 116 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

101192 Bacteria_16S 3227613 3227510 1 104 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 3233665 3233562 1 104 gi|219846765|ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

101192 Bacteria_16S 3297287 3297184 1 104 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

101192 Bacteria_16S 3317038 3316935 1 104 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

101192 Bacteria_16S 3449934 3449831 1 104 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

101192 Bacteria_16S 3498624 3498518 1 107 gi|219846577|ref|NR_026169.1| Actinomyces radingae 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

101192 Bacteria_16S 3509108 3509005 1 104 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

101192 Bacteria_16S 3510630 3510527 1 104 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

101192 Bacteria_16S 3512152 3512049 1 104 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

101192 Bacteria_16S 3596167 3596064 1 104 gi|219846511|ref|NR_026103.1| Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

101192 Bacteria_16S 3602384 3602278 1 107 gi| 219846505 |ref|NR_026097.1]| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

101192 Bacteria_16S 3624636 3624530 1 107 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
101192 Bacteria_16S 3638465 3638362 1 104 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 3640017 3639914 1 104 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 3699320 3699214 1 107 gi| 219846437 |ref|NR_026028.1| Desulfomicrobium 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
101192 Bacteria_16S 3763530 3763415 1 116 gi|219846390|ref|NR_025981.1]| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

101192 Bacteria_16S 3919727 3919624 1 104 gi| 219846281 |ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
101192 Bacteria_16S 3921308 3921205 1 104 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 
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n CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
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in M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
297536 297430 1 107 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
329415 329329 1 87 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
acter. 
359594 359488 1 107 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
361140 361034 1 107 gi|265678814|ref|NR_029119.1| Nesterenkonia 
n YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
376068 375982 1 87 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
393020 392934 1 87 gi|265678793|ref|NR_029098.1| Paenibacillus 
in 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
394514 394412 1 103 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Oribacterium. 
399036 398930 1 107 gi| 265678789 |ref|NR_029094.1| Nocardia 
strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ardia. 
422267 422161 1 107 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 


strain YIM 70085 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


101192 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


101192 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


101192 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


101192 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


101192 Bacteria_16S 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


101192 Bacteria_16S 


J18 16S ribosomal 


426973 426867 1 107 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 

428516 428410 1 107 gi 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

430060 429954 1 107 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


437855 437749 1 107 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 

460779 460673 1 107 gi 
in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 
466821 466715 1 
RNA, partial sequence 


107 gi 


16S ribosomal RNA, partial sequence 421328 42283 


ococcineae 
265678770 
1 sequence 


265678769 
sequence 
; Actinomy 


265678768 
sequence 
Actinomy 


, 


265678763 
rtial sequ 


265678744 
quence 
Actinomy 


’ 


265678740 


e; Actinomycet 


7 Ya 
ref 


ref 


ceta 


ref 


ceta 


ref 


ence 


ref 


ceta 


426041 42753 
e; Actinomycet 


427586 42907 


429128 43061 


459859 461323 


niellaceae; 
NR_029075.1 
5 
ales; Microc 
NR_029074.1 
7 
les; Coryneb 
NR_029073.1 
0 
° 


les; Microc 


NR_029068.1 
436922 


ales; Pseudo 


NR_029049.1 


les; Pseudon 


ref 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


NR_029045.1 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


Rothia amarae strain 


465880 467346 Rothia amarae Bacteria; Actinobacteria; 


101192 Bacteria_16S 


strain QH3A7 16S 


489872 489766 1 107 
ribosomal RNA, complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


101192 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


101192 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


101192 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


101192 Bacteria_16S 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


101192 Bacteria_16S 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


101192 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


101192 Bacteria_16S 


strain CCUG 42773 


494522 494416 1 107 gi 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


509862 509756 1 107 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
567815 567713 1 103 gi 
ubrobacteridae; Solirubrobacterales; C 
573823 573717 1 107 gi 
m strain Medalle X 16S ribosomal RNA, 
m Bacteria; Actinobacteria; Actinobact 
e; Corynebacterium. 

579717 579611 1 107 gi 
MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

581260 581154 1 107 gi 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

596359 596253 1 107 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


101192 Bacteria_16S 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


101192 Bacteria_16S 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


101192 Bacteria_16S 


strain CMS90 16S 


608386 608280 1 107 gi 
IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

623588 623482 1 107 gi 

n IMMIB D-1488 16S ribosomal RNA, part 

ria; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

646715 646609 1 107 

ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


101192 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


101192 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


101192 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


101192 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


101192 Bacteria_16S 


paurometabolica s 


Pseudonocardineae 


101192 Bacteria_16S 


strain YIM90005 1 


648247 648141 1 107 gi 
Actinomycetales; Micrococcineae; Micr 
654056 653970 1 87 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
700953 700867 1 87 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
702437 702351 1 87 

ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
740460 740354 1 107 gi 
train YIM 90007 16S ribosomal RNA, par 


gi 


; Pseudonocardiaceae; 


774536 774430 1 


Saccharomonospor 
107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


101192 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


101192 Bacteria_16S 


strain K24 16S ri 


855353 855247 1 107 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

861552 861446 1 107 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


101192 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


101192 Bacteria_16S 


strain VKM Ac-180 


885645 885535 1 111 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


887179 887069 1 111 gi 
4 16S ribosomal RNA, partial sequence 


265678725 


488917 49045 


ococcineae 
265678722 

quence 

Actinomy 


v 


265678712 
quence 
inomycetal 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 


onexibacte 
265678670 
partial se 
eridae; Ac 


265678666 
sequence 
inomycetal 


265678665 
sequence 
Actinomy 


’ 


265678655 
59545 


265678646 
al sequenc 
Actinomyce 


265678636 
ial sequen 


Actinomyc 


265678620 


645783 64725 


ococcineae 
265678619 


somal RNA, partial sequence 647310 648789 Kocur 


ococcaceae 
265678614 
ence 65316 
idiaceae; 

265678582 


699985 70142 
Paenibacillus. 


265678581 


701473 70290 


265678554 
tial seque 


a. 
265678530 


6S ribosomal RNA, partial sequence 773630 77513 


donocardin 
265678475 
equence 

dae; Actin 


265678471 


860647 86213 


donocardin 
265678454 
88470 


ales; Micr 


265678453 


nomycineae; 


ref |NR_029030.1 


; Jonesiaceae; J 
ref |NR_029027.1 

493586 495067 
cetales; Microco 


ref|NR_029017.1 
508981 510331 
es; Corynebacter 


ref |NR_028979.1 
3 Conexibacter 
raceae; Conexiba 
ref |NR_028975.1 
quence 572888 
tinomycetales; C 


ref|NR_028971.1 
578821 580286 
es; Corynebacter 


ref|NR_028970.1 
580337 581817 
cetales; Coryneb 


ref|NR_028960.1 
5 596820 Actino 
; Actinomycetace 
ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref|NR_028941.1 
ce 622694 624168 
etales; Coryneba 


ref |NR_028925.1 


> Mi 
ref 
ia p 


crococcaceae 
NR_028924.1 
olaris Bacte 
; Kocuria. 

ref |NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref |NR_028887.1 
2 Paenibacillus 


ref|NR_028886.1 
9 Paenibacillus 


ref 
nce 


NR_028858.1 
739522 


ref|NR_028834.1 
eae; Pseudonocar 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 


ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028755.1 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Arthrobacter 
Arthrobacter 

ccineae; Micrococcaceae; 


Corynebacterium 
Corynebacterium 


ineae; 


Conexibacter woesei 


woesei Bacteria; 


cter. 

Corynebacterium 

574399 Corynebacterium 
orynebacterineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Mycobacterium 
Mycobacterium 
acterineae; 


Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Corynebacterium 
Corynebacterium 
terineae; 


Corynebacterium 
Corynebacterium 


cterineae; 


Arthrobacter roseus 


9 Arthrobacter roseus Bacteria; 


v 


Arthrobacter. 
Kocuria polaris strain 
ria; Actinobacteria; 


Caloranaerobacter 
naerobacter azorensis 
a 

Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Propionibacterium 
Propionibacterium 

ionibacterineae; 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 

Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 


886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 


101192 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


101192 Bacteria_16S 


VKM Ac-1401 16S r 


907104 906998 1 107 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


911739 911629 1 111 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


101192 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


101192 Bacteria_16S 


strain Y9 16S rib 


931829 931727 1 103 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
964321 964215 1 107 gi 
osomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


strain WSU 86/104 


973594 973488 1 
4 16S ribosomal RNA, 


107 gi 
complete sequence 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


101192 Bacteria_16S 


strain IFM 10035 


1039249 1039143 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


strain IFM 0784 1 


1040758 1040652 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


strain IFM 0575 1 


1042296 1042190 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


strain IFM 10084 


1043856 1043750 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


strain YZ-96 16S 


1045412 1045306 1 107 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


strain IFM 0245 1 


1052988 1052882 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


101192 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


101192 Bacteria_16S 


strain YLM-32 16S 
Actinobacteria; A 


101192 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


101192 Bacteria_16S 


strain IMMIB R-14 
Actinobacteria; A 


101192 Bacteria_16S 


1279 16S ribosoma 
Deinococcus-Therm 


101192 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


101192 Bacteria_16S 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


101192 Bacteria_16S 


strain Cal06 16S 
Actinobacteria; A 


101192 Bacteria_16S 


strain Se-3111 16 
Actinobacteria; A 


101192 Bacteria_16S 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 


1063644 1063558 1 87 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1075532 1075426 1 107 gi 
ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
dococcus. 

1076909 1076803 1 107 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1134374 1134268 1 107 gi 
CECT 5990 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
e; Corynebacterium. 
1148028 1147922 1 
34 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1158561 1158455 1 107 gi 
1 RNA, partial sequence 
us; Deinococci; Thermales; 
1160104 1160018 1 

71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1170756 1170650 1 107 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


107 gi 


Thermaceae; 
87 gi 


1217604 1217498 1 107 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1222076 12219701 107 gi 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1235769 1235663 1 107 gi 


gi 


265678440 
al sequenc 
eria; Desu 


265678437 


910794 91228 


ococcineae 
265678424 
tial seque 
lostridial 
265678402 


963457 96488 


nebacterin 
265678395 
97261 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 


nebacterin 
265678351 


6S ribosomal RNA, partial sequence 1039882 10413 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


nebacterin 
265678348 


1044481 10459 


nebacterin 
265678342 


6S ribosomal RNA, partial sequence 1052113 10535 


nebacterin 
265678335 
uence 

acillaceae 
265678327 
uence 

e; Actinom 


265678325 


1075986 10774 


ococcineae 
253680767 
equence 
ctinomycet 


253680758 
11471 

nebacterin 

228721491 


1157686 1159115 Meiot 


Meiotherm 
228721485 

11591 
7 Peptococ 
228719618 


1169826 11712 


ales; Pseu 


219878473 


1216681 12181 


ococcineae 
219878356 


1221167 12226 


ococcineae 
219878254 


ref 
lfob 


ref 


> Mi 
ref 
nce 
es; 
ref 


eae; 
ref 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


; Al 
ref 


ycet 
ref 


7 Ra 
ref 


R 


ref 


eae; 
ref 
herm 
us. 
ref 


cace 
ref 


dono 
ref 


7 Mi 
ref 


; Be 


e 906169 907666 


7 974173 Waddl 


1062699 106423 


1074605 10759 


133500 11348 
ales; 


15 1148603 Nocar 


66 1160688 Desul 


94 Thermobispora 


48 Arthrobacter 


NR_028742.1 


acterales; D 


NR_028739.1 


crobacteriac 
NR_028726.1 
930884 
Clostridiace 
NR_028704.1 


Nocardiacea 
NR_028697.1 
i 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028637.1 


icyclobacill 
NR_028629.1 
3 
e 


ales; Coryn 


NR_028627.1 


robacteracea 
NR_028015.1 
8 
; Corynebact 
NR_028006.1 
d 
Nocardiacea 
NR_027614.1 
us ruber DSM 


NR_027608.1 
£ 
ae; Desulfot 
NR_027583.1 
cardineae; P 
NR_025612.1 


crococcaceae 
NR_025495.1 


utenbergiace 


ref 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Clostridium 
932385 Clostridium 
ae; Clostridium. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Waddlia chondrophila 
a chondrophila Bacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Alicyclobacillus 
1 Alicyclobacillus 
us. 
Rhodococcus 
5 Rhodococcus 
bacterineae; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 

Corynebacterium 
1 Corynebacterium 
erineae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Meiothermus ruber DSM 
1279 Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 
Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 


Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 


NR_025393.1 
123486 


Mycobacterium 
8 1236341 Mycobacterium 


frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


101192 Bacteria_16S 


strain 13.4 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
101192 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


101192 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


101192 Bacteria_16S 


cellulosolvens 6 
Bacteria; Firmicu 


101192 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


101192 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
101192 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


101192 Bacteria_16S 


aerolata strain V 
Bacteria; Actinob 


Promicromonospora. 
101192 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


101192 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
101192 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


101192 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


101192 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


101192 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


101192 Bacteria_16S 


strain DSM 12798 
Actinobacteria; A 


101192 Bacteria_16S 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


101192 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


101192 Bacteria_16S 


aridum subsp. lar 


Actinomycetales; 


101192 Bacteria_16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


Kibdelosporangium aridum subsp. 


1246372 1246266 1 107 
ibosomal RNA, partial sequence 


gi 


do 
1261315 1261209 1 107 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1262757 12626511 107 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1303391 1303289 1 103 gi 


nc 
Ac 


, 


al 


tes; Clostridia; Clostridiales; Eubact 
1417014 1416908 1 107 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1421584 1421478 1 107 gi 
strain AG31 16S ribosomal RNA, partia 


Bacteria; Actinobacteria; Actinobacte 


1435524 1435438 1 87 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1449372 1449266 1 107 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 


1450819 1450713 1 107 gi 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1453817 14537111 107 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


v 


1458243 1458137 1 107 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


1490208 1490102 1 107 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
1491682 1491580 1 103 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1563878 1563772 1 107 gi 
in NRRL B-24133 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
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Actinomy 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
occineae 
219878472 
ence 

Actinomy 
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1 se 
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ceta 


05 Arthrobacter 
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NR_025072.1 


Pseudonocar 
NR_026299.1 
b 
s; Micrococc 
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NR_027213.1 
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NR_027199.1 
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Bm 
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e 
cterineae; C 
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i 
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156296 
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NR_025572.1 
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ales; Pseudo 
NR_025571.1 


quence 


gium. 
NR_025565.1 
7 
d 


tales; Pseu 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Brevibacterium 
acterium mcbrellneri 
ineae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Eubacterium 


66 Eubacterium cellulosolvens 6 
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crococcineae; 
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nocardineae; 
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1663507 1664980 


Actinobacteria; Actinobacteridae; 
ibdelosp 
219878426 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


NR_025564.1 


Amycolatopsis 


1674127 1675575 Amycolatopsis 


balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


101192 Bacteria_ 


keratiniphila sub 
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Amycolato 
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s 
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Pseudonocardiacea 


101192 Bacteria_ 
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Bacteria; Actinob 


Amycolatopsis. 
101192 Bacteria_ 
strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
101192 Bacteria_16S 


rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 


101192 Bacteria_16S 
vaccimaxillae str 
vaccimaxillae Bac 


Actinomycetaceae; 


101192 Bacteria_16S 
cardiffensis stra 
cardiffensis Bact 


Actinomycetaceae; 


101192 Bacteria_16S 
16S ribosomal RNA, partial sequence 1751903 17534 


strain LMG 18422 
Firmicutes; 


Bacil 


16S 
sp. 


1676542 1676436 1 107 gi 
nogabecina strain DSM 44586 16S ri 


Pseudonocardineae; Pseudonocardiaceae; 
16S 1678059 1677953 1 107 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

16S 1679580 1679474 1 107 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


16S 1682679 1682573 1 107 
ribosomal RNA, partial sequence 


gi 


1726905 1726799 1 107 gi 
DSM 44223 16S ribosomal RNA, partial s 


Mycobacterium. 
1736059 1735953 1 107 gi 
ain R10176 16S ribosomal RNA, partial 


lales; Bacillaceae; Bacillus. 


bo 


al 


no 


219878424 
somal RN. 


equence 


219878422 
16786 
Pseu 


es; 
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1681727 16832 
mycineae 
219878390 
eq 
a; Actinobacteria; Actinobacteridae; Act 


uence 
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sequence 


inomycet 


ref 
A, Pp 


NR_025563.1 
artial seque 


Amycolatopsis 
nce 1675626 1677096 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025559.1| Actinomyces oricola 

34 Actinomyces oricola Bacteria; 

; Actinomycetaceae; Actinomyces. 

ref|NR_025529.1| Mycobacterium 
1725987 1727471 Mycobacterium 

ales; Corynebacterineae; 


, 


ref|NR_025523.1 
1735130 173662 


Actinomyces 
2 Actinomyces 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 
1739104 1738998 1 107 gi| 219878382 |ref|NR_025521.1]| Actinomyces 
in CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 
1752847 1752761 1 87 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


101192 Bacteria_16S 1767978 1767892 1 87 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

101192 Bacteria_16S 1799644 1799538 1 107 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

101192 Bacteria_16S 1801166 1801080 1 87 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

101192 Bacteria_16S 1816566 1816460 1 107 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

101192 Bacteria_16S 1822689 1822579 1 ole gi|219878321|ref|NR_025460.1| Agreia pratensis 


strain P 229/10 1 


Actinomycetaceae; 


101192 Bacteria_16S 
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testudinoris Bact 
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nasiphocae Bacter 
Arthrobacter. 


101192 Bacteria_16S 


halophila strain 
halophila Bacteri 
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oc 
1848684 1848578 1 107 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1856176 1856070 1 107 gi 
CCUG 39779 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

1859143 1859037 1 107 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1874465 1874359 1 107 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


1. 


al 


’ 


s 
Ac 


1886850 1886744 1 107 gi 
DSM 44411 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
e; Saccharomonospora. 
1902094 1901988 1 


107 gi 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
101192 Bacteria_16S 
hippocoleae strai 
hippocoleae Bacte 
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quence 
inomycet 


219878295 


sequenc 
Actinomy 
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equence 
tinomyce 


219878274 
eq 


uence 
inomycet 


219878262 


occineae 
219878303 

sequence 
Actinomyc 


50 Agreia pratensis Bacteria; 

; Microbacteriaceae; Agreia. 

ref|NR_025442.1| Arcanobacterium 
1847763 1849248 Arcanobacterium 

etales; Actinomycineae; 


ref|NR_025436.1 
1855266 185659 
ales; Corynebact 


Corynebacterium 
9 Corynebacterium 
erineae; 


v 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


Corynebacterium 
1 Corynebacterium 
acterineae; 


ref|NR_025424.1 
1873541 187493 
tales; Micrococc 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


, 


ref|NR_025401.1| Actinomyces 


suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 


suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


101192 Bacteria_16S 1907803 1907697 1 107 gi| 219878258 |ref|NR_025397.1 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actino: 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
101192 Bacteria_16S 1910793 1910687 1 107 gi| 219878256 |ref|NR_025395.1 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 191128 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

101192 Bacteria_16S 1926105 1925999 1 107 gi| 219878244 |ref|NR_025383.1 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 192664 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

101192 Bacteria_16S 1932302 1932196 1 107 gi|219878240|ref|NR_025379.1 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 193276 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

101192 Bacteria_16S 1938273 1938167 1 107 gi|219878236|ref|NR_025375.1 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 193875 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Brevibacteriaceae; Brevibacterium. 

101192 Bacteria_16S 1952101 19519951 107 gi| 219878227 |ref|NR_025366.1 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actino: 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
101192 Bacteria_16S 1953554 1953448 1 107 gi|219878226|ref|NR_025365.1 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 195404 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

101192 Bacteria_16S 1955037 19549311 107 gi| 219878225 |ref|NR_025364.1 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 195552 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinom 
Actinomycetaceae; Actinomyces. 

101192 Bacteria_16S 1957995 1957889 1 107 gi| 219878223 |ref|NR_025362.1 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
101192 Bacteria_16S 1959551 1959445 1 107 gi| 219878222 |ref|NR_025361.1 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
101192 Bacteria_16S 1980826 1980720 1 107 gi| 219878208 |ref|NR_025347.1 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 198138 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetale 
Actinomycetaceae; Arcanobacterium. 

101192 Bacteria_16S 2031108 2031002 1 107 gi| 219878175 |ref|NR_025314.1 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 203163 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

101192 Bacteria_16S 2032600 2032514 1 87 gi|219878174|ref|NR_025313.1 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

101192 Bacteria_16S 2037197 2037091 1 107 gi|219878170|ref|NR_025309.1 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

101192 Bacteria_16S 2048136 2048050 1 87 gi|219878160|ref|NR_025299.1 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

101192 Bacteria_16S 2077168 2077062 1 107 gi| 219878138 |ref|NR_025277.1 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 207775 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Propionibacteriaceae; Propionibacterium. 

101192 Bacteria_16S 2103192 2103082 1 111 gi| 219878118 |ref|NR_025257.1 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobia 
101192 Bacteria_16S 2104737 2104624 1 114 gi|219878117|ref|NR_025256.1 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxyn 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 
101192 Bacteria_16S 2139528 2139422 1 107 gi| 219857642 |ref|NR_025231.1 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 214004 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardiaceae; Amycolatopsis. 

101192 Bacteria_16S 2150100 2149994 1 107 gi|219857635|ref|NR_025224.1 
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5 Arcanobacterium 
s; Actinomycineae; 
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Alicyclobacillus 
lobacillus hesperidum 
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bacterium simulans 
orynebacteriaceae; 


Paenibacillus borealis 
borealis Bacteria; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Anoxynatronum 
atronum sibiricum 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Prauserella halophila 


strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


101192 Bacteria_16S 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


101192 Bacteria_16S 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


101192 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


101192 Bacteria_16S 
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Bacteria; Actinob 


Corynebacterium. 


101192 Bacteria_16S 
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sulfonivorans Bac 


2174280 21741741 107 gi 
ain 10bc312 16S ribosomal RNA, partial 


dococcus. 


2195516 2195410 1 107 gi 


dococcus. 

2268680 2268566 1 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2324709 2324603 1 107 gi 
4 16S ribosomal RNA, partial sequence 


115 gi 


2347222 23471161 107 gi 


Micrococcaceae; Arthrobacter. 


101192 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 


2348731 2348625 1 107 gi 


Micrococcaceae; Arthrobacter. 


101192 Bacteria_16S 


australiense stra 
australiense Bact 
Propionibacteriac 


101192 Bacteria_16S 


strain AS4.1521 1 


psychrolactophilu 
psychrolactophilu 


2359393 2359287 1 107 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 
2438429 2438323 1 


107 gi 


2455246 2455140 1 107 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


Micrococcaceae; Arthrobacter. 


101192 Bacteria_16S 


strain DNP505 16S 


2497216 2497110 1 107 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


2517029 2516923 1 107 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 


101192 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


101192 Bacteria_16S 
n N1165 16S ribosomal RNA, partial seq 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


101192 Bacteria_16S 


strain DSM 43194 


2572800 2572698 1 103 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2609739 2609633 1 107 gi 


ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
2611312 2611206 1 


107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


101192 Bacteria_16S 


strain DSM 44262 


2612839 2612733 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


101192 Bacteria_16S 


strain CIP 103464 


2640427 2640321 1 107 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


101192 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


101192 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 


Saccharopolyspora. 
101192 Bacteria_16S 


2641992 2641878 1 115 gi 
eltaproteobacteria; Desulfobacterales; 
2655585 2655479 1 107 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

2667488 2667382 1 107 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


2720080 2719974 1 107 gi 


teria; Actinobacteria; Actinobacterida 


acteria; Actinobacteridae; Actinomycet 


ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


rain TGA 16S ribosomal RNA, partial se 
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Actinomy 
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Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
101192 Bacteria_16S 
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101192 Bacteria_16S 3097602 3097496 1 107 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

101192 Bacteria_16S 3120123 3120017 1 107 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

101192 Bacteria_16S 3151615 3151505 1 111 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

101192 Bacteria_16S 3157890 3157788 1 103 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

101192 Bacteria_16S 3176027 3175921 1 107 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

101192 Bacteria_16S 3179124 3179018 1 107 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

101192 Bacteria_16S 3200541 3200435 1 107 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

101192 Bacteria_16S 3206442 3206336 1 107 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

101192 Bacteria_16S 3207967 3207861 1 107 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

101192 Bacteria_16S 3213940 3213834 1 107 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

101192 Bacteria_16S 3215463 3215357 1 107 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

101192 Bacteria_16S 3224630 3224524 1 107 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

101192 Bacteria_16S 3247375 3247289 1 87 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

101192 Bacteria_16S 3336753 3336647 1 107 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
101192 Bacteria_16S 3338262 3338156 1 107 gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

101192 Bacteria_16S 3339774 3339668 1 107 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

101192 Bacteria_16S 3356629 3356523 1 107 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 
101192 Bacteria_16S 3358192 3358086 1 107 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

101192 Bacteria_16S 3396098 3395992 1 107 gi|219846648|ref|NR_026240.1| Promicromonospora 


citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
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13 Arthrobacter sulfureus Bacteria; 


, 


Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


v 


Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


’ 


Arthrobacter aurescens 


aurescens Bacteria; 


’ 


Arthrobacter. 

Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Actinomyces 

6 3417841 Actinomyces 

omycineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 
es 


Kocuria. 
Arthrobacter agilis 


v 


agilis Bacteria; 
e: 


Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


v 


, 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


33 Arthrobacter ramosus Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 
es 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


v 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


ref|NR_026187.1 
3470399 347186 


Arthrobacter 
2 Arthrobacter 


101192 Bacteria_16S 


strain DSM43338 


strain DSM 4954 1 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


101192 Bacteria_16S 


strain 6843 DSM 1 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


101192 Bacteria_16S 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


3474368 3474262 1 
16S ribosomal RNA, 
3475891 3475785 1 


3477417 34773111 


dococcus. 
3478968 3478862 1 


3480420 3480314 1 


Actinomyces. 
3494193 3494087 1 


e; Thermocrispum. 


101192 Bacteria_16S 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
101192 Bacteria_16S 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
101192 Bacteria_16S 
CIB 12823 16S ribosomal RNA, partial s 
; Actinobacteria; Actinobacteridae; Ac 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


101192 Bacteria_16S 


DSM 
Clostridia; 


316 16S ribos 
Clost 


101192 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


101192 Bacteria_16S 
rain DSM 5628 16S ribosomal RNA, parti 
Clostridia; 


celerecrescens st 
celerecrescens Ba 


101192 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


101192 Bacteria_16S 
SEBR 3139 16S ribosomal RNA, partial 
Clostridia; 


halophilum strain 
halophilum Bacter 


101192 Bacteria_16S 


michiganensis sub 
Actinomycetales; 
hydrogenophilus s 


hydrogenophilus B 
Geobacter. 


101192 Bacteria_16S 
in NRRL NRS-290 16S ribosomal RNA, parti 


amylolyticus stra 
amylolyticus Bact 


3513678 3513568 1 


3515202 3515092 1 


3524362 3524256 1 


e; Saccharopolyspora. 


3531965 3531863 1 


omal RNA, partial sequence 
Clostridiaceae; 


ridiales; 
3533411 3533309 1 


107 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
101192 Bacteria_16S 


107 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
101192 Bacteria_16S 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


107 


107 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
101192 Bacteria_16S 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 


107 


107 


111 


111 


107 


103 


Sarcina. 
103 


S ribosomal RNA, partial sequence 


ridia; Clostridiales; 
3599248 3599146 1 


cteria; Firmicutes; 
3614446 3614360 1 


16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloioc 


bacillales; 
3653775 3653689 1 


Firmicutes; 
3769348 3769238 1 


ia; 


species tessellarius strain 78181 16S 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; 
101192 Bacteria_16S 


3772411 3772299 1 


train H2 16S ribosomal RNA, partial sequence 
Proteobacteria; 


acteria; 
3904800 3904714 1 


eria; Firmicutes; 


101192 Bacteria_16S 
thiocyanatus strain THI 011 16S ribosomal RNA, partial 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacte 


Paracoccus. 


101192 Bacteria_16S 


3936634 3936549 1 


4028694 4028616 1 


Clostridiaceae; 


103 


87 


occus. 
87 gi| 219846469 
sequence 
Clostridiales; Pepto 
111 gi| 219846385 
ribosomal 


113 


strain SW-120 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
101192 Bacteria_16S 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 40475 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
101192 Bacteria_16S 


4048495 4048409 1 


4063411 4063305 1 


Deltaproteobacteria; De 
87 gi|219846292 
al seque 
Bacillales; Paenibacillaceae; 
86 gi| 219846268 
sequence 
ria; Rhodo 
79 gi| 219846204 
4027757 40292 
Shewanellac 
87 gi| 219846188 
Alicycloba 
107 gi|219846177 


3531057 3532455 Sarci 


Clostr 


219846593 
34734 


gi 
gi|219846592 


219846591 
al sequenc 


gi 


gi| 219846590 
nomycineae 
219846589 
1 sequence 
Actinomyc 


gi 


219846580 
sequence 
Actinomyce 


gi 


gi| 219846567 
occineae 
gi| 219846566 
occineae 
219846560 
equence 

tinomyceta 


gi 


gi|219846555 


gi| 219846554 
3532506 35339 
Sarcina. 

219846508 
al sequenc 
idiales; C 
219846496 


gi 


gi 


Clavibacter. 
gi| 219846383 


ref 


eae; 
ref 


eae; 
ref 


ref 


ref 


ref 


ref 


> Mi 
ref 


les; 


ref 


ref 


ref 


ref 


ref 
cocc 
ref 
RNA, 
ref 
sulf 
ref 


nce 
Paen 


ref 


eae; 
ref 


cill 


ref 


44 3474924 Rhodoc 


e 3476498 3 
Actinomycet 


3479494 3 
etal 


3493260 349458 
tale 


33 Rathayibacter 


54 Rathayibacter 
; Microbacteriac 


na maxima B 


e 3598328 35998 
lost 


09 Alloiococcus 


3652827 36543 


3771473 37728 


3935756 39371 


bacterales; 


66 4049023 Alicyc 


NR_026185.1 


Nocardiacea 
NR_026184.1 


Nocardiace 
NR_026183.1 
47797 
ales; Coryne 
NR_026182.1 


tinomycetace 
NR_026181.1 
48091 
inomy 


es; Act 


NR_026172.1 
s; Pseudonoc 


NR_026159.1 


crobacteriac 
NR_026158.1 


NR_026146.1 


NR_026100.1 
2 
ridiaceae; C 
NR_026088.1 


NR_026061.1 
5 
aceae; Desul 
NR_025976.1 
partial seq 


NR_025974.1 
9 
uromonadales 
NR_025882.1 

390383 
ibacillus. 
NR_025858.1 
3 
Rhod 


NR_025794.1 


Shewanella. 
NR_025778.1 


us. 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 
ae; 


Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
¢. Ac 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Clostridium 
6 Clostridium 
lostridium. 
Alloiococcus otitis 


otitis Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Clavibacter 
uence 3768438 3769927 


Geobacter 
0 Geobacter 
; Geobacteraceae; 


Paenibacillus 
4 3905341 Paenibacillus 


Paracoccus 
9 Paracoccus 


obacteraceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Alicyclobacillus 
lobacillus vulcanalis 


NR_025767.1 


Mycobacterium 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


101192 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


101192 Bacteria_16S 
train Met 79 16S ribosomal RNA, partia 
acteria; 
101192 Bacteria_16S 


nitratireducens s 
nitratireducens B 


strain CA15-8 16S 


strain C3H-21 16S 


orbiscindens stra 


Bacteria; Firmicu 


methylpentosum st 
methylpentosum Ba 


phaeovibrioides s 
phaeovibrioides B 
Chlorobium. 


101192 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


pentosovorans str 
pentosovorans Bac 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


101192 Bacteria_16S 
proteolyticus strain BT 16S ribosomal RNA, partial sequ 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoa 


Coprothermobacter. 


101192 Bacteria_16S 
strain 1 H 9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
101192 Bacteria_16S 
ra 


modestum strain G 
modestum Bacteria 


, 


101192 Bacteria_16S 


strain HTCC2597 1 


favisporus strain 
Bacteria; Firmicu 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


101192 Bacteria_16S 
n R-9106 16S ribosomal RNA, partial se 
ria; 
101192 Bacteria_16S 

BI 114 16S ribosomal RNA, partial sequ 
tes; 
101192 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


variabile strain 
Bacteria; Firmicu 


strain K 1/K2 16S 
Bacteroidetes; Sp 


prausnitzii strai 
prausnitzii Bacte 


strain SL24 16S r 
Thermotogae; Ther 


101192 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


in 265 16S ribosomal RNA, partial sequ 
tes; 
101192 Bacteria_16S 

rain R2 16S ribosomal RNA, partial seq 
cteria; 
101192 Bacteria_16S 
train 2631 16S ribosomal RNA, partial 
acteria; 


somal RNA, partial sequence 83062 
ridiales; 
101192 Bacteria_16S 
ain Fae 16S ribosomal RNA, partial seq 
teria; 
101192 Bacteria_16S 

in IMV-B-3037 16S ribosomal RNA, parti 
eria; 


tes; 
101192 Bacteria_16S 

ain Ben 117 16S ribosomal RNA, partial 
teria; 


hingobacteria; 
101192 Bacteria_16S 
n ATCC 27768 16S ribosomal RNA, partia 
ria; 
101192 Bacteria_16S 

ibosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Xanthomo 
101192 Bacteria_16S 
strain L1-92 16S ribosomal RNA, partial sequence 


4125508 4125402 1 107 gi 


somal RNA, partial sequence 4124587 4126026 Kocur 


Actinomycetales; Micrococcineae; Micr 
4173187 41731011 87 gi 


Clost 
gi 


Firmicutes; Clostridia; 
4200479 4200373 1 107 
ribosomal RNA, partial sequence 


4244390 4244284 1 107 
ribosomal RNA, partial sequence 


gi 


23613 23532 1 82 gi 


Clostr 
gi 


Clostridia; 
25204 25123 


Clostridiales; 
d 82 


Clostr 
gi 


Firmicutes; 
75174 75061 


Clostridia; 
1 114 


Chlorobi; Chlorobia; Chlorobi 


84023 83942 1 82 gi 


Ruminococcaceae; Anaerofilum 


87050 86969 1 82 gi 


Clostri 
gi 


Firmicutes; 
180005 179904 1 


Clostridia; 
102 


Proteobacteria; Gammaproteobacte 


203022 202941 1 82 gi 


215494 215395 1 101 gi 


232088 231987 1 101 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
379161 379076 1 86 gi 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
101192 Bacteria_16S 


433163 433078 1 86 gi 
GMP01 16S ribosomal RNA, partial sequ 
Bacillales; Paenibacillaceae; Pae 
482121 482037 1 85 gi 


Proteobacteria; Betaproteobacte 


521996 521915 1 82 gi 
Fla 


gi 


Bacteroidetes; 
540285 540204 1 


Flavobacteria; 
82 


Rumino 
gi 


Clostridia; Clostridiales; 
570866 570785 1 82 
ribosomal RNA, partial sequence 
Sphingobacteriales; 
82 


Sph 


594867 594786 1 gi 


Clostridi 
82 gi 


Firmicutes; Clostridia; 
614599 614518 1 


motogales; Thermotogaceae; Petrotoga. 
638911 638811 1 102 gi| 265678625 
e-pl0 16S ribosomal RNA, partial sequence 63798 


4199561 42010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
101192 Bacteria_16S 
4243475 42448 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
101192 Bacteria_16S 


84529 


214535 21600 


569932 57142 


613678 61515 


nadales; 


219846133 


ococcaceae 
219846098 
1 sequence 
ridiales; 
219846075 


ococcineae 
219722939 


ococcineae 
265679048 
ence 22677 
idiaceae; 
265679047 
uence 
idiales; C 
265679014 
sequence 
ales; Chlo 


265679007 
Anaer 
265679005 
uence 

diales; Ru 
265678943 
al sequenc 
ria; Methy 


265678928 
ence 20208 
naerobacte 


265678919 


Halomonad 
265678908 
sequence 
acteriacea 
265678802 


hodobacter 
265678766 
ence 43219 


265678730 
sequence 
ria; Rhodo 


265678704 
quence 

vobacteria 
265678692 
ence 53938 
coccaceae; 
265678672 


ingobacter 
265678656 
1 sequence 
ales; Rumi 
265678642 


xX 


658579 658498 1 82 gi 


nibacillus. 


ref 


anth 


265678610 


ref 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 


2 639478 Steno 


NR_028930.1 
it 
omonadaceae; 


ref|NR_025723.1| Kocuria marina strain 
ia marina Bacteria; Actinobacteria; 
; Kocuria. 
ref|NR_025688.1| Garciella 
4172278 4173748 Garciella 
Eubacteriaceae; Garciella. 
ref|NR_025665.1| Arthrobacter koreensis 
31 Arthrobacter koreensis Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_024571.1| Brachybacterium muris 
83 Brachybacterium muris Bacteria; 
; Dermabacteraceae; Brachybacterium. 
ref |NR_029356.1| Clostridium 
24226 Clostridium orbiscindens 
Clostridium. 
ref |NR_029355.1| Clostridium 
24277 25711 Clostridium 
lostridiaceae; Clostridium. 
ref |NR_029322.1| Chlorobium 
74295 75601 Chlorobium 
robiaceae; Chlorobium/Pelodictyon group; 
ref|NR_029315.1| Anaerofilum agile 
ofilum agile Bacteria; Firmicutes; 
ref |NR_029313.1| Anaerofilum 
86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_029251.1] Methylococcus 
e 179074 180523 Methylococcus 
lococcales; Methylococcaceae; 
ref |NR_029236.1| Coprothermobacter 
7 203611 Coprothermobacter 
rales; Thermodesulfobiaceae; 
ref|NR_029227.1| Halomonas elongata 
2 Halomonas elongata Bacteria; 
aceae; Halomonas. 
ref|NR_029216.1| Propionigenium 
231154 232668 Propionigenium 
e; Propionigenium. 
ref|NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 
aceae; Oceanicola. 
ref|NR_029071.1| Paenibacillus 
6 433742 Paenibacillus favisporus 
ref |NR_029035.1| Quatrionicoccus 
481171 482647 Quatrionicoccus 
cyclales; Rhodocyclaceae; 
ref|NR_029009.1| Flavobacterium 
521077 522551 Flavobacterium 
les; Flavobacteriaceae; Flavobacterium. 
ref|NR_028997.1| Subdoligranulum 
4 540811 Subdoligranulum variabile 
Subdoligranulum. 
ref|NR_028977.1| Pedobacter africanus 
1 Pedobacter africanus Bacteria; 
iaceae; Pedobacter. 
ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 
nococcaceae; Faecalibacterium. 
ref|NR_028947.1| Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 


NR_028915.1 


Anaerostipes caccae 


657665 659120 Anaerostipes caccae Bacteria; 


101192 Bacteria_16S 
strain 111-35 16S 
Clost 
101192 Bacteria_16S 
nematophilus stra 
nematophilus Bact 
101192 Bacteria_16S 
satelles strain V 
satelles Bacteria 
101192 Bacteria_16S 
strain IMT37 16S 


Firmicutes; 


Proteobacteria; 


101192 Bacteria_16S 
strain 19 16S rib 
Clost 
101192 Bacteria_16S 
xylanovorans stra 
xylanovorans Bact 
101192 Bacteria_16S 
autotrophica stra 
autotrophica Bact 


Firmicutes; 


Sulfurimonas. 


101192 Bacteria_16S 
japonensis strain 
Bactero 
101192 Bacteria_16S 
strain QSSC1-22 1 


Bacteria; 


Bacteroidetes; 


101192 Bacteria_16S 
moniliformis DSM 
12112 Bacteri 
101192 Bacteria_16S 
lecithinolyticum 
lecithinolyticum 
101192 Bacteria_16S 
strain ATCC 29176 


DSM 


29176 Bacteria; 


101192 Bacteria_16S 
OT-1 16S ribosoma 


Flavobacteria; 


101192 Bacteria_16S 
strain L1-82 16S 
Firmicu 


Bacteria; 


101192 Bacteria_16S 


strain TN-272 1 
Firmicutes; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


strain ATCC 351 
Bacteria; 


strain BA134 16 
Bacteroidetes; 


101192 Bacteria_16S 
frigoris strain R-9014 16S ribosomal RNA, partial seque 
Flavobacteriale 


Bacteria; 


Clost 
101192 Bacteria_16S 
51271 16S ribosomal RNA, 
Clost 
101192 Bacteria_16S 
strain PC18 16S r 
Clost 
101192 Bacteria_16S 
strain PC80 16S r 
Clost 
101192 Bacteria_16S 


Firmicu 
101192 Bacteria_16S 


Bacteroidetes; 
101192 Bacteria_16S 
gelidilacus strain R-8899 16S ribosomal RNA, partial se 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Fla 
101192 Bacteria_16S 


706713 706632 1 82 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
762224 762139 1 86 gi 


gi 


Firmicutes; 
783854 783773 1 


Bacillales; 
82 


eria; 
gi 


; Firmicutes; Clostridia; 


821988 821888 3 104 
ribosomal RNA, partial sequence 


gi 
82 
G 
846501 846420 1 

osomal RNA, partial sequence 


82 gi 


1062094 1062013 1 82 gi 


idetes; Sphingobacteria; 


1125437 1125356 1 82 gi 


Flavobacteria; 


1157084 1156999 1 


Flavobacteriales; 

86 gi 

Fusobacteria; Fusobacteriales; 
1264295 12642111 85 


a; 
gi 


Bacteria; Spirochaetes; 
1364328 1364247 1 82 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1375048 1374967 1 82 gi 
1 RNA, partial sequence 


F 


705889 70720 
in NEMla 16S ribosomal RNA, partial se 
Paenibac 
PI D143K-13 16S ribosomal RNA, partial 
Clostridiale 
ammaproteobacteria; Pseudomonadales; P 


845553 84708 


in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


758 16S ribosomal RNA, partial sequen 
Sphingobacter 


6S ribosomal RNA, partial sequence 1124514 11259 
Cryomor 


12112 16S ribosomal RNA, partial seque 
Fuso 


ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales 


1374101 1375614 Kordi 


265678578 


Dorea. 
265678538 
quence 
illaceae; 
265678523 
sequence 
s; Lachnos 
265678498 
1061 82256 
seudomonad 
265678482 


uence 
teria; Cam 
265678336 
ce 10611 
iales; Chi 
224581403 


phaceae; C 
228721492 
nce 11561 
bacteriace 
219846655 
sequence 
; Spirocha 
228719063 

13634 
Ruminococc 
228717906 


ref|NR_028883.1| Dorea longicatena 
4 Dorea longicatena Bacteria; 
ref|NR_028842.1| Paenibacillus 
761257 762788 Paenibacillus 
Paenibacillus. 
ref|NR_028827.1| Shuttleworthia 
782926 784381 Shuttleworthia 
piraceae; Shuttleworthia. 
ref|NR_028801.1| Pseudomonas indica 
9 Pseudomonas indica Bacteria; 
aceae; Pseudomonas. 
ref|NR_028785.1| Clostridium scindens 


1 Clostridium scindens Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

910168 910087 1 82 gi|265678438|ref|NR_028740.1| Clostridium 
in HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1054491 1054406 1 86 gi|265678341|ref|NR_028643.1| Sulfurimonas 


1053566 10550 
pylobacterales; 


02 Sulfurimonas 


Helicobacteraceae; 


Chitinophaga 
ophaga japonensis 


ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; Chitinophaga. 
ref|NR_027184.1| Cryomorpha ignava 
35 Cryomorpha ignava Bacteria; 
ryomorpha. 
ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref |NR_026247.1 
1263357 126483 
etaceae; Trepone 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027568.1 
a algicida OT-1 


Streptobacillus 
obacillus moniliformis 
lus. 

Treponema 
5 Treponema 
ma. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


Flavobacteriales; Flavobacteriaceae; Kordia. 
1384042 1383961 1 82 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
tes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 
1409461 1409380 1 82 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
6S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
1499195 1499114 1 82 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
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terium. 
ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025093.1 


aceae; Paracoccu 
ref|NR_025085.1 
86 2346268 Paenib 
ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flav 
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101192 Bacteria_16S 2813200 2813119 1 82 gi|219857108|ref|NR_024736.1| Tenacibaculum 
mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 2812273 2813716 Tenacibaculum 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
101192 Bacteria_16S 2860547 2860462 1 86 gi|219856884|ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 

101192 Bacteria_16S 3096036 3095951 1 85 gi|219846858|ref|NR_026450.1| Ruminobacter 
amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; Ruminobacter. 

101192 Bacteria_16S 3101977 3101864 1 114 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 
101192 Bacteria_16S 3220070 3219989 1 82 gi|219846774|ref|NR_026366.1| Coprothermobacter 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprothermobacter platensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Coprothermobacter. 
101192 Bacteria_16S 3298813 3298732 1 82 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 
101192 Bacteria_16S 3301854 3301773 1 82 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 
101192 Bacteria_16S 3446833 3446752 1 82 gi|219846612|ref|NR_026204.1| Clostridium viride 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
101192 Bacteria_16S 3500094 3499994 1 102 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 
101192 Bacteria_16S 3530438 3530353 1 86 gi|219846556|ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

101192 Bacteria_16S 3577773 3577688 1 86 gi|219846524|ref|NR_026116.1| Blastobacter 
capsulatus strain 216 16S ribosomal RNA, complete sequence 3576905 3578325 Blastobacter capsulatus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 

101192 Bacteria_16S 3583808 3583723 1 86 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

101192 Bacteria_16S 3597694 3597613 1 82 gi|219846509|ref|NR_026101.1] Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

101192 Bacteria_16S 3681297 3681216 1 82 gi|219846450|ref|NR_026041.1| Polaribacter 
filamentus strain 215 16S ribosomal RNA, partial sequence 3680374 3681813 Polaribacter filamentus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

101192 Bacteria_16S 3793529 3793448 1 82 gi|219846368|ref|NR_025959.1| Polaribacter 
franzmannii strain 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polaribacter franzmannii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

101192 Bacteria_16S 3831640 3831559 1 82 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
101192 Bacteria_16S 3834528 3834447 1 82 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 


101192 Bacteria_16S 3863290 3863209 1 82 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

101192 Bacteria_16S 3870865 3870784 4 85 gi|219846315|ref|NR_025905.1| Arcobacter 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 
101192 Bacteria_16S 3966225 3966140 1 86 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 
101192 Bacteria_16S 3975068 3974983 1 86 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 
101192 Bacteria_16S 4025617 4025536 1 82 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
101192 Bacteria_16S 4098240 4098159 1 82 gi|219846154|ref|NR_025744.1] Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
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Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


ibri 
ref 


oO. 
NR_029256.1 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


ibri 
ref 
o fi 


ref 


oO. 
NR_029255.1 
scheri Bacte 


NR_029254.1 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


ibra 
ref 


Oo. 
NR_029253.1 


8 177513 Photob 


onac 
ref 


eae; Photoba 
NR_029228.1 


Photobacterium 
acterium leiognathi 
cterium. 

Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


as. 
ref 


NR_029128.1 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


hodo. 
ref 


bium. 
NR_029126.1 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


ae; 
ref 


e 449186 45061 


ycet 


ref 


505922 50735 


tale 


ref 


2 524095 Pseudo 


dono 


265678626 


ref 


Rhodoplanes. 
NR_029060.1 
5 
ales; Pseudo 
NR_029019.1 
9 
c 


s; Pseudono 


NR_029008.1 


cardineae; P 


Saccharothrix 
Saccharothrix 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


NR_028931.1 


Knoellia sinensis 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Knoellia. 


101192 Bacteria_16S 
odorimutans strai 
odorimutans Bacteria; 
Anaerovorax. 
101192 Bacteria_16S 
catecholicum stra 
catecholicum Bacteria; 
101192 Bacteria_16S 


VKM 


Actinomycetales; 
101192 Bacteria_16S 
psychrophila stra 
psychrophila Bacteria; 
Desulfotalea. 
101192 Bacteria_16S 
halophilum strain 
Bacteria; Actinobacteria; 
Microbacterium. 
101192 Bacteria_16S 
strain AAFu3 16S 
Deferribacteres; 
101192 Bacteria_16S 


DSM 


Bacteria; 
101192 Bacteria_16S 


DSM 


664631 664539 1 
Firmicutes; 
688860 688776 1 


Proteobacteria; 
756198 756082 1 


Ac-1800 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
101192 Bacteria_16S 
montpellierensis 
montpellierensis 
101192 Bacteria_16S 
zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 
101192 Bacteria_16S 
strain AS4.0578 1 


766890 766806 1 


Bacteria; Firmicutes; 
816011 815927 1 


878050 877966 1 


881057 880973 1 


913260 913176 1 


Lechevalieria. 
914818 914734 1 


Clostridia; 


Clostridia; 


93 gi 


n NorPut 16S ribosomal RNA, partial sequence 
Clostridiales; 


85 gi 


in NZva20 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


117 gi 


85 gi 


strain ADV 281.99 16S ribosomal RNA, partial seq 
Clostridiales; 


85 gi 


n 6330 16S ribosomal RNA, partial sequence 81510 
acteria; Actinobacteridae; Actinomycetales; 


85 gi 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
101192 Bacteria_16S 
strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 
101192 Bacteria_16S 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnemataceae; 
101192 Bacteria_16S 
pretiosum subsp. 


85 gi 


37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


85 gi 


train NRRL B-3298 16S ribosomal RNA, partial seq 
acteria; Actinobacteria; Actinobacteridae; 


85 gi 


pretiosum strain C-15003 16S ribosomal 


755262 75674 


265678606 
Clos 
265678590 
Desul 
265678542 


265678535 


265678502 
Pseu 
265678460 
265678458 
88012 
Pseu 
265678436 


Actin 


265678435 
RNA, part 


ref 


ref 


ref 


ref 


eae; 
ref 


ref 


ref 
ial 


687908 689408 
fobacterales; De 


uence 
Veillonellaceae 


9 816530 Pseud 
donocardineae; P 


9 881579 Lentz 
donocardineae; 


uence 
omycetales; 


NR_028911.1 


NR_028895.1 


NR_028846.1 


NR_028839.1 


765978 


NR_028805.1 


NR_028763.1 


NR_028760.1 


NR_028738.1 
912332 


NR_028737.1 
sequence 


5 
tridiales Family 


Oo 


e 
Actinosynnemataceae; 


Pseu 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Desulfobacterium 

Desulfobacterium 
sulfobulbaceae. 

Agromyces albus strain 


7 Agromyces albus Bacteria; 
; Microbacteriac 


eae; Agromyces. 
Veillonella 
767386 Veillonella 
; Veillonella. 
Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Actinosynne 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


927320 927236 1 
Proteobacteria; 


1113224 11131211 
76 16S 


1149590 1149506 1 
ribosomal RNA, 
Deferribacterales; 
1175344 1175260 1 
16069 16S ribosomal 
Proteobacteria; 
1199511 1199419 1 


18053 16S ribosomal RNA, partial sequence 
Bacteria; 
101192 Bacteria_16S 
strain R-4069 16S 


Bacteroidetes; Sphingobacteria; 
1229697 1229613 1 


1256807 1256723 1 


1289892 1289808 1 


1368937 1368853 1 


RS-1 16S ribosomal RNA, 


1378092 1378008 1 


1402025 1401909 1 


Leifsonia. 
1440159 1440075 1 


partial sequence 


RNA, partial sequence 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
101192 Bacteria_16S 
efficiens YS-314 

Bacteria; Actinob 
Corynebacterium. 

101192 Bacteria_16S 
strain VPI 0546 16S ribosomal RNA, 
Actinobacteria; Coriobacteridae; 
101192 Bacteria_16S 
magneticus strain 
Bacteria; 


Pseudonocardineae; Actinosynnemataceae; 


85 gi 


in LSv54 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


104 gi 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


85 gi 


85 gi 


1174405 11758 
Gammaproteobacteria; Kangiella. 


93 gi 


1198618 12000 
Sphingobacteriales; 


85 gi 


85 gi 


16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycetales; 


85 gi 


complete sequence 1289055 12904 
Coriobacteriales; 


85 gi 


complete sequence 13679 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
101192 Bacteria_16S 
turnerae strain T 
Bacteria; 
Teredinibacter. 
101192 Bacteria_16S 
cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae; 
101192 Bacteria_16S 
strain LM 036 16S ribosomal RNA, partial sequence 


85 gi 


7902 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


117 gi 


33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


85 gi 


1148654 11501 
Deferribacteraceae; 


1228770 12302 


Coriobacterine 


Actinosy 
265678427 


Desul 
265678300 
11123 
Micr 
253680757 
Geovibrio 
228718578 
228715480 
Fle 
219878280 
219857144 


Cory 


219846501 


228718692 


228717562 
13771 


228715351 
14011 
Actinomyce 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


ref 


224581428 


ref 


nnema. 


926361 927852 
fobacterales; De 


07 1113789 Micro 
ococcineae; Micr 


77 1369516 Desulf 
; Desulfovibrion 


NR_028729.1 


NR_028601.1 


NR_028005.1 


NR_027574.1 


NR_027533.1 


NR_025419.1 


Cellvibri 
NR_024772.1 


NR_026093.1 


Coriobacteri 
NR_027575.1 


NR_027564.1 


67 1378635 Teredi 
Alteromonadales g 


NR_027523.1 


11 1402554 Leifso 
tales; 


Micrococc 


b 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Microbacterium 
acterium halophilum 


obacteriaceae; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 
xibacteraceae; D 


yadobacter. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 
aceae; 


oO. 
Corynebacterium 


49 Corynebacterium efficiens YS-314 
nebacterineae; C 


orynebacteriaceae; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


NR_027210.1 


Lentzea violacea 


1439230 1440737 Lentzea violacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 


101192 Bacteria_16S 1497682 1497598 1 85 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
101192 Bacteria_16S 1536792 1536708 1 85 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
101192 Bacteria_16S 1539915 1539831 1 85 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
101192 Bacteria_16S 1574441 1574357 1 85 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 


strain MK27-91F2 


strain JCM 9114 1 


albatum strain R 


Bacteria; Actinob 


Corynebacterium. 


101192 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


101192 Bacteria_16S 
n LM 157 16S ribosomal RNA, partial se 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


101192 Bacteria_16S 


1575966 1575882 1 85 gi 


1665951 1665867 1 85 gi 


1710230 1710146 1 85 gi 


1853101 1852985 1 117 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1924544 1924460 1 85 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 
1933752 1933668 1 


85 gi 


761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
Kibdelosporangium. 
101192 Bacteria_16S 
atypicum strain R 
Bacteria; Actinob 


2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
101192 Bacteria_16S 


donocardin 
219856867 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
101192 Bacteria_16S 


donocardin 
219878431 
nce 16650 
ales; Pseu 


219878401 
ce 17093 
ales; Cory 
219878299 
sequence 
dae; Actin 


219878245 
quence 


Actinomyc 


219878239 


strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 19342 


Proteobacteria; D 


101192 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


101192 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


101192 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


101192 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


101192 Bacteria_16S 
n ALG 1 16S ribosomal RNA, partial seq 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


101192 Bacteria_16S 


NRRL B-24104 16S 


eltaproteobacteria; Desulfovibrionales 
1936724 1936640 1 85 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1950533 1950449 1 85 gi 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
e; Pseudonocardia. 

1976173 1976089 1 85 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
2256286 2256202 1 85 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 
2336651 2336566 1 86 gi 
ria; Proteobacteria; Alphaproteobacter 
r. 

2342683 2342599 1 85 

ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


101192 Bacteria_16S 


denitrificans str 
denitrificans Bac 


101192 Bacteria_16S 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


101192 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


101192 Bacteria_16S 


strain CCUG 30811 


2353236 2353152 1 85 gi 


teria; Proteobacteria; Betaproteobacte 
2409523 2409407 1 117 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2421939 2421855 1 85 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2446079 2445995 1 85 gi 
16S ribosomal RNA, partial sequence 


ain 123 16S ribosomal RNA, partial seq 


a 
219878237 
equence 

ria; Burkh 
219878228 
equence 

; Actinomy: 
219878211 
ce 19752 
acterales; 
219857562 
equence 

eria; Desu 


219857504 
uence 
ia; Rhodob 


’ 


219857500 


2341772 23432 


donocardin 
219857492 
uence 

ria; Burkh 
219857454 
nce 24085 
ales; Stre 


219857445 
equence 
ae; Actino 


219857422 


eae; 
ref 


Actinosynne 
NR_024686.1 


eae; Actinosynne 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


ref|NR_025438.1 
1852181 185367 
omycetales; Stre 


ref |NR_025384.1 

1923611 192512 
etales; Pseudono 
ref |NR_025378.1 
biaceae; Des 
ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025367.1 

1949601 195111 
cetales; Pseudon 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025150.1 

2255320 225677 
lfobacterales; D 


ref|NR_025092.1 
2335756 233710 
acterales; Rhodo 


ref|NR_025088.1 
eae; Pseudonocar 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref |NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


ref |NR_025033.1 
2421026 242250 
mycetales; Coryn 


ref|NR_025010.1 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Pseudonocardia 
2 Pseudonocardia 


cardineae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicro 


ulfomicrobium. 
Comamonas 

7 Comamonas 

monadaceae; Comamonas. 

Pseudonocardia 

2 Pseudonocardia 

ocardineae; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Desulfobulbus 

6 Desulfobulbus 

esulfobulbaceae; 


Roseinatronobacter 
2 Roseinatronobacter 


bacteraceae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Comamonas 

7 Comamonas 

monadaceae; Comamonas. 

Streptomonospora 

omonospora salina 

Nocardiopsaceae; 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Alishewanella fetalis 


2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 


101192 Bacteria_16S 


strain T1-X7 16S 


101192 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


101192 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; 
101192 Bacteria_16S 


B 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


101192 Bacteria_16S 


strain LSv514 16S 


Proteobacteria; 
101192 Bacteria_16S 


D 


strain FI-25796 1 


101192 Bacteria_16S 


strain JCM 3151 1 


101192 Bacteria_16S 


strain B3-1 16S r 


Proteobacteria; 
101192 Bacteria_16S 


G 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


101192 Bacteria_16S 


strain IFO 12702 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
101192 Bacteria_16S 


fermentans strain 


Bacteria; 
101192 Bacteria_16S 


Firmicu 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


101192 Bacteria_16S 


2492834 24927501 


85 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


2494321 2494237 1 

ain 109 16S 

e; Tetrasphaera. 
2498761 2498657 1 


85 


104 


ribosomal RNA, partial sequence 


etaproteobacteria; 
2523091 2523007 1 
rain DBK11 1 
cteria; Proteobacteria; 


2524621 2524537 1 


Rhodocyclales; 


85 


6S ribosomal RNA, partial 
Gammaproteobacteria; 


85 


ribosomal RNA, partial sequence 


eltaproteobacteria; 
2594421 2594317 3 


Desulfobacterales; 


107 


gi|219857388 
2491905 24933 


gi|219857387 


ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


gi| 219857384 

2497830 24993 
Rhodocyclaceae 

gi| 219857362 
sequence 
Pse 


gi| 219857361 
2523668 25251 
Desulfobu 


gi| 219857272 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


2670536 2670420 1 


117 


gi|219857210 


6S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbispora. 


2783084 2783000 1 


85 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thiotrichacea 


2819240 2819124 1 


ain JCM 3167 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


eae; Planomonospora. 


2826736 2826652 1 


117 


85 


Streptosporang 


gi|219857128 
2782197 27836 


219856911 
sequence 


gi 


gi| 219856906 


16S ribosomal RNA, partial sequence 2825825 28272 


2842011 2841927 1 


R-9 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


tes; Clostridia; 


2898935 2898831 12 


n Lg2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


2918932 2918849 1 


85 


116 


85 


Sp 
219856896 
28410 
Halanaerobiace 
gi|219856857 
28980 
Prop 


gi 


gi| 219856844 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 


thermoluteolus Bacteria; 


Hydrogenophilus. 


101192 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 


Proteobacteria; 


2935462 2935378 1 


Betaproteobacteria; 


85 


Hydr 


gi| 219856833 


multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


101192 Bacteria_16S 


IFO 


101192 Bacteria_16S 


16102 16S rib 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


101192 Bacteria_16S 


strain IFO 16068 


101192 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


101192 Bacteria_16S 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


101192 Bacteria_16S 


strain CreCitl 16 


Proteobacteria; 
101192 Bacteria_16S 


B 


2939965 2939881 1 


85 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


2944519 2944435 1 


n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


2955087 2955003 1 


85 


85 


gi| 219856830 
2939058 29405 


219856827 
sequence 
Actinomyc 


gi 


gi| 219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


2956604 2956520 1 


85 


gi| 219856819 


rain IFO 14548 16S ribosomal RNA, partial sequen 


cteria; Actinobacteria; Actinobacteridae; 


; Microbacterium. 
2959523 2959439 1 


85 


Actino: 


gi|219856817 


FO 15074 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomyceta 


3053930 3053846 1 


85 


S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neisseriaceae; 


3136502 3136418 1 


85 


gi| 219846886 
3052993 30544 


gi|219846831 


sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 


Actinomycetales; 


Actinomycetales; 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024975.1 

2493400 249486 
Microc 
ref |NR_024972.1 
; Thauera. 
ref|NR_024950.1 

2522145 252361 
udomonadales; Ps 


ref|NR_024949.1 
lbaceae; Desulfo 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024838.1 
87 Microbispora 
ineae; Streptosp' 
ref|NR_024756.1 
e; Thiothrix. 
ref |NR_024732.1 

2818334 281977 
Strept 
ref|NR_024727.1 
orichthyaceae; S 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref|NR_024676.1 
36 2899473 Microp 
ionibacterineae; 


ref |NR_024663.1 

2918000 291946 
ogenophilales; H 
ref |NR_024652.1 
293453 
Oceanospirillale 
ref|NR_024649.1 


eae; Actinosynne 
ref|NR_024646.1 

2943614 294507 
etales; Frankine 
ref |NR_024639.1 
eae; Gordoniacea 
ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


ref |NR_024636.1 

2958622 296006 
les; Micrococcin 
ref |NR_026478.1 
Formivibrio. 


ref|NR_026423.1 
3135552 313703 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Desulfotalea arctica 


53 Desulfotalea arctica Bacteria; 


talea. 

Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Planomonospora 
7 Planomonospora 
osporangineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Halanaerobium 
erobium fermentans 
m. 
Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Microbacterium 

4 Microbacterium 

coccineae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Desulfocapsa 
3 Desulfocapsa 


101192 Bacteria_ 


glycolicus strain 
glycolicus Bacter 


Desulfofustis. 
101192 Bacteria_ 


tyrofermentans st 
tyrofermentans Ba 


Dermabacteraceae; 
101192 Bacteria_ 
lacunarum strain 


lacunarum Bacteri 
101192 Bacteria_16S 
saccharolyticum s 
Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


101192 Bacteria_16S 


16S 3238341 3238257 1 85 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteria; 
16S 3355057 3354961 13 109 gi 
rain CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 

16S 3373405 33733211 85 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3376476 3376392 1 85 gi 
ubsp. senegalense strain DSM 7379 16S 
Halanaerobiaceae; Halanaerobium. 


3420344 3420261 1 85 gi 


eq 


et 
ae; 


qu 
al 


ri 


219846762 
uence 
Desulfo 


219846680 
e sequen 
Actino: 


’ 


219846668 
ence 
es; 

219846666 
bosomal 
senegalense Bacteria; Firmicutes; Clostridia; 


219846631 


Halo 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


101192 Bacteria_16S 
ain NCIMB 1893 16S ribosomal RNA, part 
Gammaproteobact 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


teria; 


29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


3423306 3423223 1 


Proteobacteria; 


ce 34194 
dales; P 


en 
na 
85 219846629 
ial sequen 
eria; Alte 


gi 


101192 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria 
Pseudoalteromonas 
101192 Bacteria_16S 


atlantica strain 


atlantica Bacteri 
Pseudoalteromonas. 
101192 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; 


strain DSM 44070 


Bacteria; Actinob 


Thermocrispum. 


101192 Bacteria_16S 


strain DSM 20145 


G 
101192 Bacteria_16S 


3426266 3426183 1 85 gi 


; Proteobacteria; Gammaproteobacteria; 


3427747 3427664 1 85 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


, 


3429227 3429144 1 85 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3495572 3495488 1 85 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 


3506070 3505986 1 85 gi 


eq 


eq 


he 


219846627 
uence 
Alteromon 


219846626 
uence 
Alteromo 


219846625 


wanellac 


219846579 


es; 


219846572 
16S ribosomal RNA, partial sequence 3505155 35066 


34282 


34946 
Pseu 


ref|NR_026354.1 
3237371 323891 
bacterales; Desu 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


ref |NR_026272.1 
ce 3354134 335564 
mycetales; Micro 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Halanaerobium 
uence 3375527 3377012 


ref |NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref |NR_026258.1 
RNA, partial seq 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


NR_026219.1 
3425334 342676 
adales; doal 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


NR_026218.1 
3426820 342824 
nadales; udoa 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella 
ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


Shewanella benthica 
ella benthica Bacteria; 
Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


ref|NR_026164.1| Microbacterium barkeri 
22 Microbacterium barkeri Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 
101192 Bacteria_16S 3558269 3558166 1 104 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 3559749 3559646 1 104 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 3561264 3561161 1 104 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 3562785 3562682 1 104 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
101192 Bacteria_16S 3564270 3564167 1 104 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 3565750 3565647 1 104 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 3567256 3567153 1 104 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 3568762 3568659 1 104 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

101192 Bacteria_16S 3623135 3623029 1 107 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

101192 Bacteria_16S 3626181 3626075 1 107 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


101192 Bacteria_16S 
congolense strain 
congolense Bacteria; 
101192 Bacteria_16S 
strain A089 16S ribosomal RNA, partial sequence 
Proteobacteria; 
101192 Bacteria_16S 
gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 
101192 Bacteria_16S 
lacurosei strain 


Bacteria; 


101192 Bacteria_16S 
succinatimandens 
succinatimandens 


Petrobacter. 


101192 Bacteria_16S 


G 


Firmicutes; 
101192 Bacteria_16S 


brockii subsp. fi 


3676695 3676611 1 85 gi 
SEBR 4224 16S ribosomal RNA, partial 
Firmicutes; Clostridia; 


3749801 3749717 1 85 


gi 


3767887 3767803 1 85 gi 
SEBR 2840 16S ribosomal RNA, partial 


3842102 3842018 1 
H200 16S ribosomal RNA, 
Clostridia; Halanaerobiales; 
3883275 3883191 1 85 


85 gi 


gi 


Thermoanaerobacteraceae; 
4116244 41161601 85 
ribosomal RNA, partial sequence 


gi 
41 


4122477 4122373 1 104 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; 


4211068 4210984 1 85 


gi 


Halanaerobiales; 


ia; Proteobacteria; Deltaproteobacteria; 


complete sequence 


nnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
101192 Bacteria_16S 

strain W4937 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


finnii Bacteria; 


219846453 
sequence 


219846401 


3748871 37503 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibri 


219846386 
sequence 


219846334 
38411 


Halanaerobiaceae; 


219846307 


219846140 
15405 41168 


Halanae 


Desulfovibr 


artial sequenc 
Firmicutes; 
Thermoanaerobacter. 


ref 


ref 


ref 


ref 


ref 


ref 


3675717 367724 
robiaceae; Halanaerobium. 
oO. 

3766971 376838 


ionales; 


23 3842666 Halana 
Halanaerobiu 


NR_026044.1 


NR_025992.1 


NR_025977.1 


NR_025924.1 


NR_025897.1 
Clostridia; 


NR_025730.1 


Halanaerobium 
4 Halanaerobium 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionaceae; 


Halanaerobium 


erobium lacurosei 
m. 


Thermoanaerobacter 


e 3882338 3883860 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
Nocardiaceae; 


Rhodococcus. 


sequenc 


Betaproteobacteria; 


algeriensis strain SA 233 16S ribosomal RNA, partial sequence 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
101192 Bacteria_16S 
ferrireducens strain PAL-1 16S ribosomal RNA, 
ferrireducens Bacteria; 
101192 Bacteria_16S 

strain 6VI 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


101192 Bacteria_16S 
strain 2678 16S ribosomal RNA, partial sequence 


Saccharothrix. 
93007 92892 1 116 gi 
complete 

Deferribactera 


104 


Deferribacteres; 
183037 182934 1 gi 
Clostridiales; 
315693 315590 1 


Clostridiaceae; 


104 gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 


101192 Bacteria_16S 


317157 317054 1 104 gi 


strain MK (Kaplan) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


101192 Bacteria_16S 


374530 374427 1 104 gi 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
101192 Bacteria_16S 
strain XILO8 16S 


Kitasatospora. 
406811 406708 1 104 
ribosomal RNA, complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 
101192 Bacteria_16S 
ferralitis strain 


409867 409764 1 104 gi 
SFOp68 16S ribosomal RNA, partial seq 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
101192 Bacteria_16S 


Streptomyces. 


436271 436168 1 104 gi 


putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; 
101192 Bacteria_16S 
strain DV1140 16S 


Thermotogae; 


Kitasatospora. 
505297 505194 3 106 
ribosomal RNA, partial sequence 


gi 


554038 553935 1 104 gi 


flavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae; 
101192 Bacteria_16S 


Streptomyces. 


642017 641911 1 107 gi 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial 
lacusekhoensis Bacteria; Actinobacteria; Actinobacterid 
Micrococcaceae; Nesterenkonia. 


101192 Bacteria_16S 


705304 705201 1 104 gi 


kettsiac 


316 
kettsiac 


sequence 


219846135 


219846068 


Actinomycetales; 


265678849 


265678805 


Actinomycetales; 


265678784 
405881 407393 Xylanibacterium ulmi Bacteria; 


265678715 


265678579 


ref|NR_025725.1] Petrobacter 
e 4121524 4123052 Petrobacter 
Rhodocyclales; Rhodocyclaceae; 


ref|NR_025658.1| Saccharothrix 
4210162 4211590 Saccharothrix 
Pseudonocardineae; 


265679001|ref|NR_029309.1| Geovibrio 

sequence 92051 93594 Geovibrio 

les; Deferribacteraceae; Geovibrio. 

265678941|ref|NR_029249.1| Clostridium irregulare 
182124 183612 Clostridium irregulare Bacteria; 

Clostridium. 

265678850|ref|NR_029155.1| Rickettsia canadensis 


314818 316231 Rickettsia canadensis Bacteria; 


eae; Rickettsieae; Rickettsia; typhus 

ref|NR_029154.1| Rickettsia akari 

282 317695 Rickettsia akari Bacteria; 
, 


eae; Rickettsieae; Rickettsia; spotted 


ref|NR_029110.1| Kitasatospora 
373661 375050 Kitasatospora 

Streptomycineae; 

ref 


NR_029089.1| Xylanibacterium ulmi 


ococcineae; Promicromonosporaceae; 
265678782|ref|NR_029087.1| Streptomyces 
uence 408966 410455 Streptomyces 
Actinomycetales; Streptomycineae; 
265678764|ref|NR_029069.1| Kitasatospora 
sequence 435340 436871 Kitasatospora 
e; Actinomycetales; Streptomycineae; 


ref|NR_029020.1 


265678683|ref|NR_028988.1| Streptomyces 
al sequence 553128 554608 Streptomyces 
; Actinomycetales; Streptomycineae; 
265678623|ref|NR_028928.1| Nesterenkonia 
sequence 641107 642573 Nesterenkonia 
ae; Actinomycetales; Micrococcineae; 


ref|NR_028884.1| Friedmanniella 


lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Friedmanniella. 


Thermosipho atlanticus 
504361 505871 Thermosipho atlanticus Bacteria; 
Thermotogales; Thermotogaceae; Thermosipho 
101192 Bacteria_16S 


101192 Bacteria_16S 708128 708025 1 104 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 
101192 Bacteria_16S 782294 782191 1 104 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 
101192 Bacteria_16S 786861 786758 1 104 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


101192 Bacteria_16S 788395 788292 1 104 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 
strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

101192 Bacteria_16S 834345 834242 1 104 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 


subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 
101192 Bacteria_16S 835847 835744 1 104 gi|265678489|ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 
101192 Bacteria_16S 1085919 1085816 1 104 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
101192 Bacteria_16S 1101019 1100916 1 104 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
101192 Bacteria_16S 1126843 1126740 1 104 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 
101192 Bacteria_16S 1129859 1129756 1 104 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 


101192 Bacteria_16S 1176847 1176744 1 104 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
101192 Bacteria_16S 1191862 1191759 1 104 gi|228715750|ref|NR_027538.1| Persephonella marina 
strain EX-H1 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1l Bacteria; 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 
101192 Bacteria_16S 1219039 1218936 1 104 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 

, 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae 
Luteococcus. 
101192 Bacteria_16S 1226626 1226523 1 104 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 
101192 Bacteria_16S 1349380 1349277 1 104 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 


Propionibacteriaceae; 


101192 Bacteria_16S 1394489 1394386 3 106 gi| 228715897 |ref|NR_027542.1| Thermotoga lettingae 
strain TMO 16S ribosomal RNA, partial sequence 1393543 1395055 Thermotoga lettingae TMO Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

101192 Bacteria_16S 1418562 1418459 1 104 gi| 224581446 |ref|NR_027228.1| Helcococcus ovis 


strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

101192 Bacteria_16S 1502090 1501987 1 104 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

101192 Bacteria_16S 1556468 1556365 1 104 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
101192 Bacteria_16S 1557962 1557859 1 104 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 


101192 Bacteria_16S 
gansuensis strain 


1559456 1559353 1 104 gi 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
101192 Bacteria_16S 
tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae; 
101192 Bacteria_16S 
strain DSM 43049 


Kitasatospora. 


1591300 1591197 1 104 gi 


Streptomyces. 


1597489 1597386 1 104 gi 


1599037 1598934 1 104 gi 


olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 


olivaceisclerotic 
Streptomycetaceae; 
101192 Bacteria_16S 
strain DSM 40597 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; S 
101192 Bacteria_16S 1602133 16020301 104 gi|219878477|ref 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial s 


Streptomyces. 


1600585 1600482 1 104 gi 


Streptomycetaceae; Streptomyces. 


1633916 1633813 1 104 gi 


1770992 1770886 1 107 gi 


Corynebacteriaceae; Corynebacterium. 


101192 Bacteria_16S 


Streptomycetaceae; 
101192 Bacteria_16S 
strain LUH4616 16 
Proteobacteria; G 
101192 Bacteria_16S 
LUH5832 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


Actinobacteria; Actinobacteridae; Actinomycetal 
1775412 1775309 1 104 gi| 219878353 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomyces. 
1872947 1872844 1 104 gi| 219878286 
S ribosomal RNA, partial sequence 1872026 18734 
ammaproteobacteria; Pseudomonadales; Moraxellace 
1888393 1888290 1 104 gi| 219878273 


schindleri strain 
schindleri Bacter 
101192 Bacteria_16S 
strain LUH 3792Ty 
Proteob 
101192 Bacteria_16S 
strain DSM 13256, 
Ther 
101192 Bacteria_16S 
stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae; 
101192 Bacteria_16S 
reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae; 
101192 Bacteria_16S 
strain ALC-2 16S 
Proteobacteria; Alphaproteobacteria; 
101192 Bacteria_16S 
taiwanensis strai 


Bacteria; 


Thermotogae; 


1913767 1913664 1 104 gi 


1916871 1916768 3 106 gi 
16S ribosomal RNA, partial sequence 
2054364 2054261 1 


104 gi 


Streptomyces. 


2055833 2055730 1 104 gi 


Streptomyces. 
2151599 2151496 1 104 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2156023 2155920 1 104 gi 


Rubrobacteridae; 
Rubrobacter. 
2246975 2246872 1 


104 gi 


Streptomyces. 


2248552 2248449 1 104 gi 


Streptomyces. 
2357878 2357775 1 


104 gi 


strain ATCC 49929 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Propioniferax. 


HKI 0314 16S ribosomal RNA, partial sequence 


2 
in DSM 40261 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


Streptomycinea 


16S ribosomal RNA, partial sequence 1599676 16011 


DSM 15406 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


UG 39943 16S ribosomal RNA, partial sequence 


pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 


motogales; Thermotogaceae; Thermosipho. 


ain CFBP 4521 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


train CFBP 4531 16S ribosomal RNA, partial seque 
acteria; Actinobacteria; Actinobacteridae; 


2150729 21521 


n LS-293 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Actinobacteria; 
Rubrobacteraceae; 
101192 Bacteria_16S 
puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae; 
101192 Bacteria_16S 
luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae; 
101192 Bacteria_16S 


ain S77 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


ain S63 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


219846192 


19878484 
sequence 


219878480 


219878479 
partial s 


us Bacteria; Actinobacteria; Actinobacteridae; Actin 


219878478 


219878454 


Aeromona 
219878357 


219878253 
19128 
M 
219878250 
19159 


219878155 
sequenc 


219878154 


Actinomycet 


ref 


Actinomycetales; 


ref 


ref 


e; S 
ref 
eque 


ref 


ref 


dale 
ref 


es; 


ref 


etal 


ref 


ae; 


ref 


ref 


orax 


ref 


ref 


ref 


Actin 
219857634 


Erythrobac 
219857631 


Rubrobacte 
219857568 

Actinom 
219857567 


Actinom 


219857489 


nce 
omyc 


ref 


tera 
ref 


is} 


rale 
ref 
ycet 
ref 
ycet 


ref 


1558576 156000 
Streptomycineae; 


1590391 159188 
Actinomyceta 


73 Streptomyces 


1632974 163447 
Aeromonadaceae; Oceanisphaera. 


1770072 177148 


1774532 177597 
Streptomycineae; 


90 Acinetobacter 

1887472 188893 
Pseudomonad 
72 1914310 Acinet 


11 1917433 Thermo 


e 2053442 205491 


155131 215660 


2246040 224756 


2247616 224914 


NR_025782.1 


NR_025623.1 
les; Strepto: 
NR_025619.1 
treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 


NR_025617.1 


NR_025593.1 


Sj 
NR_025496.1 


Corynebacter 
NR_025492.1 
es; 
NR_025425.1 


Acinetobacte 
NR_025412.1 


ales; Moraxe 
NR_025392.1 


ellaceae; Ac 
NR_025389.1 
NR_025294.1 
ales; Strept 
NR_025293.1 


205497 
etales; Stre 


NR_025223.1 


ceae; Porphy 
NR_025220.1 


s; Rubrobact 


Kitasatospora 
4 Kitasatospora 


Streptomyces 
8 Streptomyces 
mycineae; 


Streptomyces niger 


77 Streptomyces niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


treptomycetaceae; Streptomyces. 
NR_025616.1| Streptomyces 
equence 1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; 
101192 Bacteria_16S 
litoralis strain 
litoralis Bacteri 
101192 Bacteria_16S 
felinum strain CC 
felinum Bacteria; 


Oceanisphaera 
9 Oceanisphaera 


Corynebacterium 
6 Corynebacterium 
ineae; 


Streptomyces 
9 Streptomyces 


Acinetobacter parvus 
parvus Bacteria; 
r. 

Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Thermosipho geolei 
sipho geolei Bacteria; 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
0 2056387 Streptomyces 


ptomycineae; 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Rubrobacter 
6 Rubrobacter 
erineae; 


NR_025156.1 
ales; Strept 
NR_025155.1 


ales; Strept 


NR_025077.1 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Propioniferax innocua 


2356968 2358432 Propioniferax innocua 


101192 Bacteria_16S 


pachnodae strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Xylanimicrobium. 


101192 Bacteria_16S 
strain Z 16S ribo 


Clostridia; 


101192 Bacteria_16S 


capsulata strain 


capsulata Bacteria; Actinobacteria; Actinobacteridae; Act 


Nocardioidaceae; 


101192 Bacteria_16S 


albus strain JL 8 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Streptacidiphilus. 
101192 Bacteria_16S 
carbonis strain JL 415 16S ribosomal RNA, 


2514003 2513900 1 104 gi 
VPCX2 16S ribosomal RNA, partial sequenc 


2515522 2515419 1 104 gi 
Clostridiaceae; Caloramator. 
2535235 25351321 104 gi 


Ben 108 16S ribosomal RNA, partial seque 


Friedmanniella. 
2552783 2552680 1 
3 16S ribosomal RNA, 


104 gi 
complete sequence 


2554344 2554241 1 104 gi 


complete sequen 


219857368 
25130 
Micrococcineae; 


e 
es; 


219857367 
somal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; 
Clostridiales; 
219857354 


nce 


219857342 
25518 
Streptomycineae; 


es; 


219857341 
ce 25534 


inomycetales; 


ref|NR_024956.1| Xylanimicrobium 
94 2514560 Xylanimicrobium pachnodae 
Promicromonosporaceae; 


Caloramator coolhaasii 
Firmicutes; 


ref|NR_024955.1 


ref|NR_024942.1| Friedmanniella 
2534307 2535783 Friedmanniella 
Propionibacterineae; 


ref|NR_024930.1| Streptacidiphilus 
53 2553362 Streptacidiphilus albus 
Streptomycetaceae; 


ref|NR_024929.1| Streptacidiphilus 
13 2554923 Streptacidiphilus carbonis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 
101192 Bacteria_16S 2588206 2588103 1 104 gi|219857276|ref|NR_024907.1| Friedmanniella 


spumicola strain 


spumicola Bacteri 


Nocardioidaceae; 


101192 Bacteria_16S 
bendigoensis stra 
bendigoensis Bact 


Propionibacteriac 


101192 Bacteria_16S 
venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 
101192 Bacteria_16S 


strain JCM 9920 1 


strain JCM 4662 1 


kasugaensis Bacte 
Streptomycetaceae 


101192 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


101192 Bacteria_16S 


thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 


101192 Bacteria_16S 


strain ATCC 25470 


Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


strain DSM 44267 


strain DSM 11140 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


101192 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 
2626728 2626625 1 104 gi 
in Benl06 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 
eae; Tessaracoccus. 
2772517 2772414 1 104 gi 
JCM 4526 16S ribosomal RNA, partial seq 
ia; Actinobacteria; Actinobacteridae; Ac 
; Streptomyces. 
2774052 2773949 1 104 gi 
Strept 
2775590 2775487 1 104 gi 
Strept 
2831309 2831206 1 104 gi 
n M338-M1 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
2832847 2832744 1 104 gi 
16S ribosomal RNA, partial sequence 
Strept 
2970252 2970149 1 104 gi 
AA-1042 16S ribosomal RNA, partial sequ 
ia; Actinobacteria; Actinobacteridae; Ac 
Friedmanniella. 
2979420 2979317 1 104 gi 
rain A1484 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacteridae 
; Streptomyces. 
3105011 3104908 1 104 gi 
16S ribosomal RNA, partial sequence 
Strept 
gi 


3153151 3153048 1 104 


3226065 3225962 1 104 gi 


3236736 3236633 1 104 gi 
ain DSM 40004 16S ribosomal RNA, complet 
teria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3241274 32411711 104 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


Clostridiaceae; Th 


101192 Bacteria_16S 


nce 


219857247 


uence 


219857136 


uence 


219857135 
6S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


uence 


Actinomycetales; 


219856902 
2831928 2833415 Streptomyces albulus Bacteria; 
omycineae; 
219846944 


ence 


219846937 


quence 


219846852 
31040 
omycineae; 
219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
101192 Bacteria_16S 


219846760 
3240430 32418 
ermobrachium. 


3300323 33002201 


104 gi 


219846721 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Methylophaga. 


inomycetales; 


tinomycetales; 


omycineae; 
219857133 
6S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 
kasugaensis strai 


omycineae; 
219856903 


; Actinomycetales; 


occineae; 
219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
101192 Bacteria_16S 


occineae; 
219846763 
e sequence 3235806 323732 
Actinomycetales; 


2587275 2588749 Friedmanniella 
Propionibacterineae; 


ref |NR_024877.1 
2625807 262727 


Tessaracoccus 
1 Tessaracoccus 


Actinomycetales; Propionibacterineae; 


ref|NR_024764.1| Streptomyces 
2771601 2773083 Streptomyces 
Streptomycineae; 


ref|NR_024763.1| Streptomyces peucetius 
19 Streptomyces peucetius Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_024761.1| Streptomyces platensis 
57 Streptomyces platensis Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 
Streptomycineae; 
ref|NR_024723.1| Streptomyces albulus 
Streptomycetaceae; Streptomyces. 
ref|NR_026536.1| Friedmanniella 
2969338 2970810 Friedmanniella 


tinomycetales; Propionibacterineae; 


ref |NR_026529.1 
2978510 297999 


Streptomyces 
0 Streptomyces 
Streptomycineae; 


ref|NR_026444.1| Streptomyces lydicus 
98 3105578 Streptomyces lydicus Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_026412.1] Terracoccus luteus 
13 Terracoccus luteus Bacteria; 
Intrasporangiaceae; Terracoccus. 
ref|NR_026362.1| Janibacter limosus 
21 Janibacter limosus Bacteria; 
Intrasporangiaceae; Janibacter. 
ref|NR_026355.1| Streptomyces 

0 Streptomyces 
Streptomycineae; 


ref|NR_026352.1| Thermobrachium celere 
33 Thermobrachium celere Bacteria; 


ref|NR_026313.1| Methylophaga 
3299393 3300879 Methylophaga 


101192 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


101192 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


101192 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


101192 Bacteria_16S 


DSM 
Proteobacteria; 


2403 16S ribo 
G 


101192 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; G 


101192 Bacteria_16S 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


101192 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


101192 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


101192 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


101192 Bacteria_16S 


strain DSM 20315 
Actinobacteria; A 


101192 Bacteria_16S 


strain NCTC 11636 
Actinobacteria; A 


101192 Bacteria_16S 


strain DSM 40089 
Actinobacteria; A 


101192 Bacteria_16S 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


101192 Bacteria_16S 


strain DSM 3133 1 
Actinobacteria; A 


101192 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


101192 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


101192 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


101192 Bacteria_16S 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


101192 Bacteria_16S 


strain OS-3256 16 
Actinobacteria; A 


101192 Bacteria_16S 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 


3365944 3365841 1 104 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3430716 3430600 1 117 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3437730 3437627 1 104 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3439239 34391361 104 gi 


ta 
ri 


s 


en 
na 


ammaproteobacteria; Pseudomonadales; M 
3440749 3440646 1 104 gi 


or 


ammaproteobacteria; Pseudomonadales; Mor 
3442258 3442155 1 104 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


e 
ri 


3443768 3443665 1 104 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3448367 3448264 1 104 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3451496 3451393 3 


se 


v 


s 
Ac 


v 


106 gi 


motogales; Thermotogaceae; 
3453068 3452965 1 


Thermotoga. 
104 gi 
ctinobacteridae; Actinomycetales; Microc 
3481898 3481792 1 107 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3484913 3484810 1 104 gi 


no 


ctinobacteridae; Actinomycetales; Stre 
3486480 3486377 1 104 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3488046 3487943 1 


pt 
s 


’ 


104 gi 
ctinobacteridae; Actinomycetales; Micr 
3491109 3491006 1 104 gi 
DSM 40221 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 

3552021 3551918 1 104 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3641586 3641483 1 104 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3643111 3643008 1 104 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3644643 3644540 1 104 

S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
3679785 3679682 1 104 gi 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 


oc 


se 
Ac 


’ 


gi 
Ca 


qu 
e; 
i 


s 


v 


gi 
pt 


qu 
er 


101192 Bacteria_16S 


strain RB 16S rib 


fever group. 


219846673 


als 
dial 


219846624 
equence 
Actinomyc 


219846618 


ce 3 


axel 


219846616 
6S ribosomal RNA, partial sequence 3439822 344 


axel 


219846615 


sequ 
a; P 


219846614 


quen 
Pseu 


219846611 


eque 
tino 


219846609 
6S ribosomal RNA, partial sequence 3450571 34520 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 


occi 


219846588 


3 
myci 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 


omyc 


219846585 


eque 


Actinomyc 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 


occi 


219846582 


quen 
tino 


219846542 
3551089 35526 


lora 


219846478 


ence 


219846477 


eque 


Actinomyc 


219846476 
3643713 36451 


omyc 


219846451 


ence 
ia; 


3781505 3781402 1 
osomal RNA, partial sequence 


104 


gi 


219846376 
3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


dales; 
219846617 
somal RNA, partial sequence 3438312 3439771 Aci 


eque 
es; 


4368 


M 


ne 
lace 
12 
lace 
en 
se 


ce 
ud 


ce 


domo 


nce 
myce 


neae 


4809 


neae 


inea 


nce 


neae 


ce 
myce 


mato 


Actinomycet 


nce 


inea 


Rick 


ref 
nce 


NR_026265.1 
336503 
Clostridiaceae; 
ref |NR_026216.1 
3429781 343112 
etales; Coryneba 


ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref |NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
omonadales; Mora: 


ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


ref|NR_026201.1 


ref|NR_026200.1 


; Micrococcaceae 
ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


ref|NR_026176.1 


Cellulomonada 


ref|NR_026134.1 
is 
ref|NR_026070.1 
3640656 364213 
ales; Strept 


ref|NR_026069.1 
3642181 364366 
etales; Streptom 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref |NR_026042.1 
3678896 368032 
ettsiales; Ricke 


ref 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Corynebacterium 
4 Corynebacterium 
cterineae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 
sort 
Acinetobacter junii 
junii Bacteria; 
r. 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Streptomyces 
2 Streptomyces 
cineae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 

ycineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Streptomyces 

3 Streptomyces 

cineae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 
ycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Rickettsia honei 


NR_025967.1 


spotted 


101192 Bacteria_16S 3846649 3846546 1 104 gi|219846331|ref|NR_025921.1| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

101192 Bacteria_16S 3848139 3848036 1 104 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 

101192 Bacteria_16S 3849629 3849526 1 104 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

101192 Bacteria_16S 3924469 3924366 1 104 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 3926050 3925947 1 104 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 3927630 3927527 1 104 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 3929211 3929108 1 104 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
101192 Bacteria_16S 4043915 4043812 1 104 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

101192 Bacteria_16S 4058904 4058801 1 104 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

101192 Bacteria_16S 4072478 4072375 1 104 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

101192 Bacteria_16S 4084783 4084677 1 107 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
101192 Bacteria_16S 4148641 4148538 1 104 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

101192 Bacteria_16S 4183899 4183796 1 104 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
101192 Bacteria_16S 4201962 4201859 1 104 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 4203460 4203357 1 104 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
101192 Bacteria_16S 4238397 4238294 1 104 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
101192 Bacteria_16S 20567 20461 1 107 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

101192 Bacteria_16S 26678 26576 1 103 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

101192 Bacteria_16S 43210 43104 L 107 gi| 265679035 |ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754  Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

101192 Bacteria_16S 49294 49188 1 107 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
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265679013|ref|NR_029321.1| Chlorobaculum 

1 sequence 75652 77039 Chlorobaculum 
biales; Chlorobiaceae; Chlorobaculum. 
265679006|ref|NR_029314.1| Nocardiopsis 

bosomal RNA, partial sequence 84580 86040 

Nocardiopsis. 

265678931|ref|NR_029239.1| Clostridium 

uence 197405 198934 Clostridium 

diales; Clostridiaceae; Clostridium. 
265678922|ref|NR_029230.1| Clostridium 

1 sequence 209908 211410 Clostridium 

iales; Clostridiaceae; Clostridium. 

265678917 |ref|NR_029225.1| Planctomyces 

equence 217606 219133 Planctomyces 
Planctomycetales; Planctomycetaceae; 
265678905|ref|NR_029213.1| Burkholderia graminis 


graminis Bacteria; 
xr 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


6 Burkholderia glumae Bacteria; 
Burkholder 


ia. 
Burkholderia 
lderia xenovorans 
Burkholderia. 
Rhizobium etli strain 
ia; Proteobacteria; 
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Burkholderia terricola 
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urinale Bacteria; 
ae; Actinobaculum. 
Burkholderia tropica 


tropica Bacteria; 
xr 


ia. 
Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
757746 757640 1 107 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
n AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
797576 797490 1 87 gi|265678514|ref|NR_028817.1| Paenibacillus 
strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
823571 823465 1 107 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
n LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
873744 873638 1 107 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
bosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
875096 874990 1 107 gi|265678462|ref|NR_028765.1| Streptosporangium 
CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 


rangineae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Pandoraea sputorum 


strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 


101192 Bacteria_16S 894714 894608 1 107 gi| 265678448 |ref|NR_028750.1 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 89526 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
101192 Bacteria_16S 899403 899317 1 87 gi| 265678445 |ref|NR_028747.1 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

101192 Bacteria_16S 1099554 1099448 1 107 gi|265678310|ref|NR_028612.1 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 110009 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptosporangiaceae; Acrocarpospora. 

101192 Bacteria_16S 1108672 1108566 1 107 gi|265678303|ref|NR_028605.1 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microbispora. 

101192 Bacteria_16S 1131361 11312551 107 gi| 253680769 |ref|NR_028017.1 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
101192 Bacteria_16S 1132892 1132786 1 107 gi|253680768|ref|NR_028016.1 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevib 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brev 
Brevibacterium. 

101192 Bacteria_16S 1298840 1298734 1 107 gi| 219846893 |ref|NR_026485.1 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevib 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
101192 Bacteria_16S 1334078 1333972 1 107 gi|228721490|ref|NR_027613.1 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beut 
Beutenbergia. 

101192 Bacteria_16S 1346296 1346202 13 107 gi|228720938|ref|NR_027599.1 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachy 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brachybacterium. 

101192 Bacteria_16S 1356906 1356804 1 103 gi|228720131|ref|NR_027589.1 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 135748 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiacea 
101192 Bacteria_16S 1359854 1359748 1 107 gi|228720024|ref|NR_027587.1 
thailandensis strain E264 16S ribosomal RNA, partial sequence 1358923 136041 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Burkholderia; pseudomallei group. 

101192 Bacteria_16S 1373494 1373388 1 107 gi| 228717983 |ref|NR_027569.1 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 13740 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
101192 Bacteria_16S 1387080 1386974 1 107 gi|228716754|ref|NR_027555.1 
strain STM815 16S ribosomal RNA, partial sequence 1386182 13876 

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
101192 Bacteria_16S 1388595 1388489 1 107 gi|228716720|ref|NR_027554.1 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
101192 Bacteria_16S 1473342 1473236 1 107 gi|224581402|ref|NR_024882.1 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifari 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
complex. 

101192 Bacteria_16S 1508118 1508012 1 107 gi|219846303|ref|NR_025893.1 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 150715 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisserial 
Neisseria. 

101192 Bacteria_16S 1527736 1527630 1 107 gi|219857435|ref|NR_025023.1 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

101192 Bacteria_16S 1530748 1530642 1 107 gi|219857433|ref|NR_025021.1 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 153130 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Thermomonosporaceae; Actinomadura. 

101192 Bacteria_16S 1533846 1533740 1 107 gi|219857425|ref|NR_025013.1 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 153432 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
Burkholderia; Burkholderia cepacia complex. 

101192 Bacteria_16S 1535283 15351771 107 gi|219857414|ref|NR_025002.1 
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strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


101192 Bacteria_16S 1603699 1603593 1 107 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

101192 Bacteria_16S 1611193 1611107 1 86 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

101192 Bacteria_16S 1639899 1639793 1 107 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
101192 Bacteria_16S 1707166 1707064 1 103 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

101192 Bacteria_16S 1743757 1743651 1 107 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

101192 Bacteria_16S 1746783 1746677 1 107 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

101192 Bacteria_16S 1760506 1760412 13 107 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

101192 Bacteria_16S 1762027 1761933 13 107 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

101192 Bacteria_16S 1763549 1763455 13 107 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

101192 Bacteria_16S 1877437 18773311 107 gi|219878283|ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

101192 Bacteria_16S 1923029 1922923 1 107 gi|219878246|ref|NR_025385.1| Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

101192 Bacteria_16S 2035672 2035566 1 107 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

101192 Bacteria_16S 2078727 2078622 1 107 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

101192 Bacteria_16S 2080286 2080181 1 107 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

101192 Bacteria_16S 2081838 2081733 1 107 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

101192 Bacteria_16S 2122885 2122779 1 107 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

101192 Bacteria_16S 2274754 2274648 1 107 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

101192 Bacteria_16S 2276288 2276182 1 107 gi| 219857549 |ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

101192 Bacteria_16S 2330644 2330538 1 107 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

101192 Bacteria_16S 2333717 23336111 107 gi|219857507|ref|NR_025095.1| Nocardiopsis 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


Nocardiopsis. 


Streptosporangineae; 


101192 Bacteria_16S 


strain LMG 16225 
Proteobacteria; 


2385177 2385071 1 107 gi 


219857470 


ref 


NR_025058.1 
16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


101192 Bacteria_16S 
caledonica strain 


101192 Bacteria_16S 


kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
101192 Bacteria_16S 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
101192 Bacteria_16S 

strain DSM 12272 
Firmicutes; 
101192 Bacteria_16S 


strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 25327 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


101192 Bacteria_16S 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partial 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


Nocardioidaceae; 
101192 Bacteria_16S 
silvatica strain 


Streptosporangiaceae; 
101192 Bacteria_16S 


strain Al-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


101192 Bacteria_16S 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; 
101192 Bacteria_16S 
sphaerica strain 


Streptosporangiaceae; 
101192 Bacteria_16S 


2386701 2386595 1 


LMG 19076 16S ribosomal RNA, partial 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; 


2401841 24017351 


2432338 2432252 1 


Bacillales; 
2530661 2530559 1 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridia; 


Clostridiales; 
2532195 2532089 1 


2657102 2656996 1 


2693069 2692963 1 


TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Planotetraspora. 
2748468 2748362 1 


2751412 2751306 1 


Microtetraspora. 
2752906 2752800 1 


JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
2754402 2754296 1 


Clostridiaceae; Clostridium. 
107 gi|219857356|ref|NR_024944.1 
Cupriavidu 
107 gi|219857219|ref|NR_024847.1 


Burkholderia fungorum 
fungorum Bacteria; 


Burkholderia. 
107 gi|219857469|ref|NR_025057.1| Burkholderia 
sequence 2385781 2387256 Burkholderia 


Burkholderiales; Burkhol 
219857459 |ref|NR_025047.1 
2400924 240237 
Actinomycetales; Streptos 


107 gi 


87 gi|219857436|ref|NR_025024.1 
2431410 2432897 Paenib 
Paenibacillus. 
gi|219857357|ref 


103 NR_024945.1 


sequence 2656189 265766 
Actinomycetales; Prop 
107 gi| 219857193 NR_024821.1 
2692168 269363 
Streptospo 
107 gi|219857155|ref|NR_024783.1 
2747544 2748884 Arthrobacter 
Micrococcaceae 
ref|NR_024780.1 

2750506 275194 


Strepto 


107 gi| 219857152 


107 gi|219857151|ref|NR_024779.1 


2752000 275344 
Streptospo 


107 gi|219857150|ref|NR_024778.1 


deriaceae; Burkholderia. 
Nocardiopsis 

2 Nocardiopsis 

porangineae; 


Paenibacillus 
acillus chinjuensis 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Nocardioides 

3 Nocardioides 

ionibacterineae; 


Planotetraspora 
9 Planotetraspora 


rangineae; 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 
Microtetraspora 

9 Microtetraspora 

sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
101192 Bacteria_16S 


strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


101192 Bacteria_16S 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
101192 Bacteria_16S 
parontospora subsp. 


Actinomycetales; 
101192 Bacteria_16S 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkho 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 
101192 Bacteria_16S 


strain BS 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
101192 Bacteria_16S 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 


Geodermatophilaceae; 
101192 Bacteria_16S 


strain DS1 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
101192 Bacteria_16S 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacter. 


Rarobacteraceae; 
101192 Bacteria_16S 


2770977 2770872 1 


2820733 2820627 1 


2822227 28221211 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangineae; 


2835935 2835829 1 


2976399 2976313 1 
Clostridiales; 

3011312 3011202 1 

Modestobacter. 


3035611 3035509 1 


Clostridiales; 
3044748 3044642 1 


3201980 3201875 1 


Streptosporangiaceae; 


Clostridiaceae; Clostridium. 
111 gi|219846916|ref|NR_026508.1 
3010413 301189 
Actinomycetales; Franki 
103 gi|219846899|ref|NR_026491.1 


Streptosporangineae; Streptosp 


107 gi|219857137|ref|NR_024765.1 


Nocardiacea 

107 gi|219856910|ref|NR_024731.1 
Streptosporangineae; Streptosp 

107 gi|219856909|ref|NR_024730.1 


partial sequen 
antibiotica Bacteria; Actinobacteria; 
Planomonospora. 

107 gi|219856900|ref|NR_024721.1 
Burkholderiaceae; 


87 gi|219846939|ref|NR_026531.1 


Clostridium. 
219846892 |ref|NR_026484.1 
3043846 304530 
Actinomycetales; Microco 


107 gi 


orangiaceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Clostridium ultunense 


2975480 2976925 Clostridium ultunense Bacteria; 


Modestobacter 
4 Modestobacter 
neae; 


Clostridium disporicum 


3034695 3036166 Clostridium disporicum Bacteria; 
Clostridiaceae; 


Rarobacter 
9 Rarobacter 
ccineae; 


106 gi| 219846787 |ref|NR_026379.1 


Corynebacterium phocae 


strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


101192 Bacteria_16S 


strain NCTC 9810 
Firmicutes; 


strain DSM 10022 
Firmicutes; 


strain DSM 10020 
Firmicutes; 


strain WV6 16S ri 
Firmicutes; Clost 


101192 Bacteria_16S 


strain DSM 43311 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporanginea 
Microtetraspora. 
101192 Bacteria_16S 3253284 32531781 107 gi|219846752|ref 


strain DSM 43764 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporanginea 
Actinomadura. 
101192 Bacteria_16S 3254782 3254676 1 107 gi|219846751|ref 


strain DSM 43067 


Clost 
101192 Bacteria_16S 


Clost 
101192 Bacteria_16S 


Clost 
101192 Bacteria_16S 


3229112 3229026 1 87 gi 
Clostridiales Fa 
87 gi 


ridia; Clostridiales; 


3230571 3230485 1 
Clostridiales Fami 
87 gi 


ridia; Clostridiales; 
3232098 3232012 1 
ridia; Clostridiales; Clostridiales Fa 
3248896 3248794 1 103 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3251780 3251674 1 107 gi 


CL 


219846768 
16S ribosomal RNA, partial sequence 3228194 32296 
mi 
219846767 
16S ribosomal RNA, partial sequence 3229651 32311 


219846766 
16S ribosomal RNA, partial sequence 3231181 32326 
mi 
219846755 
3247999 32493 


219846753 
16S ribosomal RNA, partial sequence 3250880 32523 


16S ribosomal RNA, partial sequence 3252379 32538 


16S ribosomal RNA, partial sequence 3253877 32553 


ref 


ly XI. Incer 


ref 
ap 


ly XI. Incer 


ref 
I 


ly XI. Incer 


ref 
ostridium. 
ref 


tae Sedis; 


tae Sedis; 


tae Sedis; 


e; Streptos 


e; Thermomo 


NR_026360.1 
00 Anaerococcus 


NR_026359.1 
30 Peptoniphilus 


NR_026358.1 
56 Peptoniphilus 


NR_026347.1 
30 Clostridium isatidis Bacteria; 


NR_026345.1 


28 Microtetraspora glauca Bacteria; 


NR_026344.1 
26 Actinomadura 


NR_026343.1 
21 Actinomadura 


Anaerococcus octavius 
octavius Bacteria; 
Anaerococcus. 
Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Clostridium isatidis 


P 


P 


Microtetraspora glauca 


porangiaceae; 
Actinomadura kijaniata 
kijaniata Bacteria; 
nosporaceae; 


Actinomadura madurae 
madurae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

101192 Bacteria_16S 3256288 3256182 1 107 gi|219846750|ref|NR_026342.1| Nocardiopsis 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 3256832 Nocardiopsis 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

101192 Bacteria_16S 3257801 3257695 1 107 gi|219846749|ref|NR_026341.1| Nocardiopsis listeri 


strain DSM 40297 


strain DSM 43377 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporanginea 
101192 Bacteria_16S 3260823 3260717 1 107 gi|219846747|ref 
dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, pa 


Actinomycetales; 


101192 Bacteria_16S 


DSM 
Firmicutes; 


10228 16S rib 
Clost 


101192 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


101192 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


101192 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


101192 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


101192 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
101192 Bacteria_16S 


strain DSM 2062 1 


carrageenovora st 


Pseudoalteromonad 


101192 Bacteria_16S 


Nocardiopsis dassonvillei subsp. 


Stre 
gi 


pt 


3259313 3259207 1 107 


Streptosporangineae; Nocardiopsaceae; No 
3265341 3265239 1 103 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3359744 3359650 13 107 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3367404 3367298 1 107 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3368904 3368798 1 107 gi 
DSM 44127 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Streptosporangium. 

3370400 3370294 1 107 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3371899 3371793 1 107 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


cl 


s 


, 


s 


se 
Ac 


ue 
in 


nc 
al 
3394589 3394483 1 107 gi 
oc 
3424788 3424707 1 83 gi 
rain ATCC 12662 16S ribosomal RNA, parti 


aceae; Pseudoalteromonas. 


16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 


101192 Bacteria_16S 219846748 


16S ribosomal RNA, partial sequence 3258396 32598 


219846744 
3264433 32658 


219846677 


219846672 
Actinomyc 


219846671 


219846670 


219846669 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


101192 Bacteria_16S 219846628 


inea 
ref 


osporang 


is. 
ref 


cardiops 


ostridium. 
ref 
equence 
Actinomyceta 
ref 
equence 
etal 


ref 
quence 
tinomycetale 
ref 
nce 
omycetales; 
ref 
33709 
Stre 


e 
es; ptos 
ref 
occineae; Br 
ref 


al sequence 


45 Nocardiopsis 


e; Nocardio 


e; Nocardio 


rtial seque 


Microc 


les; 


es; 


Strepto 


Ss; 


Streptos 


Streptospor 


porangineae 


evibacteria 


34238 


3501574 3501472 1 103 gi 


219846575 


ref 


NR_026340.1 
56 Nocardiopsis 


NR_026339.1 


NR_026336.1 
96 Clostridium vincentii Bacteria; 


NR_026269.1 
3358821 33603 


NR_026264.1 
3366504 33679 


NR_026263.1 
3368004 33694 


NR_026262.1 
3369499 33709 


NR_026261.1 
99 3372445 Strep 


NR_026241.1 
47 Brevibacterium iodinum Bacteria; 


NR_026220.1 


NR_026167.1 


listeri Bacteria; 
psaceae; Nocardiopsis. 
Nocardiopsis alba 
alba Bacteria; 
psaceae; Nocardiopsis. 
Nocardiopsis 


nce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Clostridium vincentii 


Brachybacterium 
2 Brachybacterium 
ccineae; 


3 
° 


Streptosporangium 
3 Streptosporangium 
porangineae; 


5 
s 


Streptosporangium 
8 Streptosporangium 
orangineae; 


4 
P 


Streptosporangium 
8 Streptosporangium 
ngineae; 


4 
a 


Streptosporangium 
tosporangium album 
; Streptosporangiaceae; 


Brevibacterium iodinum 
ceae; Brevibacterium. 
Pseudoalteromonas 


61 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Clostridium celatum 


strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; Cl 


ostridium. 


101192 Bacteria_16S 


strain DSM 20425 
Actinobacteria; A 


101192 Bacteria_16S 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


101192 Bacteria_16S 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


101192 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


101192 Bacteria_16S 


strain T/457 16S 
Actinobacteria; A 
Microtetraspora. 


101192 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; B 


101192 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


101192 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


101192 Bacteria_16S 


strain IFO 15474 
Actinobacteria; A 
Herbidospora. 


101192 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


101192 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


101192 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


101192 Bacteria_16S 


strain JC2056 16S 


strain YIM 90010 


Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


permense strain V. 
permense Bacteria 
Brevibacterium. 


101192 Bacteria_16S 


strain KMM 3637 1 


ehimensis strain 
ehimensis Bacteri 


101192 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


101192 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


101192 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


101192 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


101192 Bacteria_16S 


3503015 3502909 1 107 gi 
ctinobacteridae; Actinomycetales; Micr 
3733664 3733558 1 107 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

3735119 3735013 1 107 gi 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
eae; Microbispora. 

3740969 3740863 1 107 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3742433 3742327 1 107 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 
Stre 


3770904 3770798 1 107 
ibosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Bu 
3835977 3835878 1 101 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3887987 3887881 1 107 gi 
n Gottingen 1488-6 16S ribosomal RNA, 

ria; Proteobacteria; Betaproteobacteri 
3901700 3901594 1 107 gi 


gi 


ctinobacteridae; Actinomycetales; Stre 


4031787 4031681 1 107 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4033337 40332311 107 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034891 4034785 1 107 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4049981 4049875 1 107 

ribosomal RNA, partial sequence 


gi 


4061882 4061776 1 107 gi 
Stre 
4113337 41132311 107 gi 
KM Ac-2280 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Ac 


’ 


4120890 4120784 1 107 gi 


4198994 4198908 1 87 gi 
KCTC 3748 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Paenibacill 
28141 28060 1 82 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
88465 88384 1 82 gi 
n A 0404 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
264140 264059 1 82 gi 
n ACAM 188 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 
294449 294336 1 114 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 


16S ribosomal RNA, partial sequence 3502100 35035 


3741557 37429 


3769978 37714 


3835060 38365 


16S ribosomal RNA, partial sequence 3900794 39022 


4049074 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
101192 Bacteria_16S 
16S ribosomal RNA, partial sequence 4060988 40 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
101192 Bacteria_16S 


27210 


219846574 


ococcineae 
219846412 
equence 

; Actinomy 
219846411 
quence 

e; Actinom 


219846407 
ce 37400 
ales; Stre 
219846406 


ptosporang 


219846384 


rkholderia 
219846338 


Halomonad 
219846304 
partial se 
a; Neisser 
219846294 
ptosporang 
219846202 
40308 
ales; Glyc 
219846201 
40324 
ales; Glyc 
219846200 
rtial sequ 
e; Actinom 


219846187 
504 
ionibacter 
219846178 
624 
ptosporang 
219846142 
sequence 
tinomyceta 


219846137 


ococcineae 
219846076 
equence 
aceae; Pae 
265679045 
28718 
cteriaceae 
265679004 
quence 
vobacteria 
265678884 
sequence 
vobacteria 
265678864 
uence 

s; Chlorob 


306555 306450 1 106 gi 


ref|NR_026166.1| Brevibacterium linens 
72 Brevibacterium linens Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_026003.1| Actinomadura 

3732782 3734190 Actinomadura 
cetales; Streptosporangineae; 


ref|NR_026002.1 
3734241 373565 
ycetales; Strept 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


ref|NR_025998.1 
91 3741506 Microt 


ptosporangineae; 


Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


ref|NR_025997.1| Microtetraspora fusca 
69 Microtetraspora fusca Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 

ceae; Ralstonia 

ref|NR_025928.1| Halomonas halodurans 
33 Halomonas halodurans Bacteria; 
aceae; Halomonas 
ref |NR_025894.1 
quence 388702 
iales; Neisseria 
ref |NR_025884.1 
68 Herbidospora 
ineae; Streptos 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Herbidospora cretacea 
cretacea Bacteria; 
porangiaceae; 


ref|NR_025792.1| Glycomyces algeriensis 
56 4032350 Glycomyces algeriensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025791.1| Glycomyces arizonensis 
01 4033899 Glycomyces arizonensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025790.1| Glycomyces 
ence 4033950 4035456 Glycomyces 
ycetales; Glycomycineae; 
Nocardioides aestuarii 
53 Nocardioides aestuarii Bacteria; 
ineae; Nocardioidaceae; Nocardioides. 
ref|NR_025768.1| Nocardiopsis salina 
36 Nocardiopsis salina Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025732.1| Brevibacterium 

4112427 4113885 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 


ref|NR_025777.1 


ref|NR_025727.1| Brevibacterium celere 

73 Brevibacterium celere Bacteria; 

; Brevibacteriaceae; Brevibacterium. 

ref|NR_025666.1| Paenibacillus 

198059 4199510 Paenibacillus 

nibacillus. 

ref |NR_029353.1| Coenonia anatina 
Coenonia anatina Bacteria; 

; Coenonia. 

ref |NR_029312.1 
87607 88985 

les; Flavobacter 

ref |NR_029190.1 
263191 264674 

les; Flavobacter 

ref |NR_029170.1 

293547 295005 

iaceae; Prosthec 


rs 


Capnocytophaga 

Capnocytophaga 
iaceae; Capnocytophaga. 

Psychroserpens 

Psychroserpens 
iaceae; Psychroserpens. 

Prosthecochloris 

Prosthecochloris 
ochloris. 


265678856 


ref|NR_029162.1| Neorickettsia risticii 


strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 


101192 Bacteria_16S 425424 425343 1 82 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

101192 Bacteria_16S 443956 443875 1 82 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
101192 Bacteria_16S 520468 520387 1 82 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

101192 Bacteria_16S 602288 602207 1 82 gi| 265678651 |ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

101192 Bacteria_16S 800702 800621 1 82 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
strain Chj707 16S ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

101192 Bacteria_16S 864645 864564 1 82 gi| 265678469 |ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
101192 Bacteria_16S 970468 970387 1 82 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

101192 Bacteria_16S 1028561 1028480 1 82 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

101192 Bacteria_16S 1072594 1072513 1 82 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

101192 Bacteria_16S 1167660 1167579 1 82 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

101192 Bacteria_16S 1173840 1173759 1 82 gi|228719222|ref|NR_027581.1| Capnocytophaga 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

101192 Bacteria_16S 1208637 1208534 1 104 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

101192 Bacteria_16S 1291366 1291251 1 116 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

101192 Bacteria_16S 1317158 1317049 2 LA gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

101192 Bacteria_16S 1337082 1336997 1 86 gi|228721486|ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

101192 Bacteria_16S 1352390 1352306 1 86 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 
Och 149 16S ribosomal RNA, partial sequence 1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 

101192 Bacteria_16S 1371962 1371849 1 114 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

101192 Bacteria_16S 1447874 1447761 1 114 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

101192 Bacteria_16S 1464344 14642311 114 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

101192 Bacteria_16S 2034120 2034014 1 107 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

101192 Bacteria_16S 2063388 2063307 1 82 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

101192 Bacteria_16S 2064911 2064830 1 82 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 


strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; 


Flavobacteriaceae; 


Cellulophaga. 
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strain KMM 3676 1 
Bacteroidetes; Fl 
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pilosum strain AT 
pilosum Bacteria; 
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101192 Bacteria_16S 
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teria; Proteobacteria; Gammaproteobact 


2166696 2166615 4 85 gi 
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s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 

2180340 2180259 1 
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2181856 2181775 1 82 gi 
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2616003 2615918 1 86 gi 
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Clostridiales Fa 
86 gi 


ridia; Clostridiales; 
2631327 2631242 1 
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2845046 2844945 1 

1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
3037134 3037049 1 86 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3286578 3286493 1 86 gi 


102 gi 


ridia; Clostridiales; Clostridiaceae; 
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CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
3528941 3528856 1 
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ridia; Clostridiales; Clostridiaceae; 
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somal RNA, partial sequence 2096154 2097581 Meson 
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eria; 
219857624 
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219857437 
quence 

diales; 
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diales; 
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16S ribosomal RNA, partial sequence 2615060 26165 


mily XII. 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
101192 Bacteria_16S 
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motogales; Thermotogaceae; Thermosipho. 
101192 Bacteria_16S 
2844116 2845615 Borre 


16S ribosomal RNA, partial sequence 3285670 32871 
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cl 
219846620 
quence 
inomycetal 


219846557 


6S ribosomal RNA, partial sequence 3528019 35294 


Clostridiu 


3579237 3579152 1 86 gi 


219846523 


aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 


aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


e sequen 
Pseu 


sequenc 
idae; Ac 


bacteriale 
1 sequence 
avobacteri 


Ru 


cl 


ref 
iaa 


Mesonia algae strain 
a; Bacteroidetes; 


NR_025263.1 
lgae Bacteri 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Pseudonocardia 
9 Pseudonocardia 
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ref|NR_0252 
e 2165786 21672 
tinomycetales; 


uc oe 
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P 

02.1] Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 

riaceae; Flavobacterium. 
Papillibacter 

9 Papillibacter 

apillibacter. 
Clostridium 

3 Clostridium 
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s; Flavobacteria 
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ref|NR_025019.1 
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ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024866.1| Methylarcula terricola 
92 Methylarcula terricola Bacteria; 


is} 


hodobacteraceae; Methylarcula. 

2632758 2632677 1 82 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 
S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

2684221 2684140 1 82 gi|219857200|ref|NR_024828.1| Zobellia russellii 
6S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

2685663 2685582 1 82 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
6S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

2687132 2687051 1 82 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
6S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

2691619 2691538 1 82 gi|219857195|ref|NR_024823.1| Salegentibacter 
ain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

2711062 2710981 1 82 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
6S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2742666 2742585 1 82 gi|219857159|ref|NR_024787.1| Flavobacterium 
T-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

2828305 2828204 3 104 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


219856894|ref|NR_024713.1| Borrelia sinica strain 
lia sinica Bacteria; Spirochaetes; 
gdorferi group. 
219846898 |ref|NR_026490.1| Clostridium 
sequence 3036217 3037686 Clostridium 
iales; Clostridiaceae; Clostridium. 
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40 Clostridium pascui Bacteria; 
m. 
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95 Clostridium quinii Bacteria; 
m. 
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219846232 


strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 39901 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gillisia. 
101192 Bacteria_16S 3991093 3991012 1 82 gi|219846231|ref|NR_025821.1 
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Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Algibacter lectus 
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NR_025640.1 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
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Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 


101192 Bacteria_16S 
cellulans strain 
cellulans Bacteri 
Promicromonosporaceae; 
101192 Bacteria_16S 

strain 27 16S rib 


101192 Bacteria_16S 
strain ST26 16S r 


101192 Bacteria_16S 
strain ST50 16S r 


101192 Bacteria_16S 
strain 55134 16S 


101192 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 
101192 Bacteria_16S 
intestinale strai 
intestinale Bacteria; 
101192 Bacteria_16S 
equigenitalis str 
equigenitalis Bac 
101192 Bacteria_16S 
strain McClung 20 
Bacteria; Firmicutes; 
101192 Bacteria_16S 
strain SEBR 7054 
Thermotogae; Ther 
101192 Bacteria_16S 
vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 
101192 Bacteria_16S 
strain CDC F5101 
Proteobacteria; B 
101192 Bacteria_16S 
A strain ELTDK 10 
Bacteria; Firmicutes; 
101192 Bacteria_16S 
japonicum strain 
japonicum Bacteri 
Cryptosporangium. 
101192 Bacteria_16S 
strain YIM 31530 


eria; 


101192 Bacteria_16S 
strain A10 16S ri 


Actinomadura. 
101192 Bacteria_16S 
strain LV3 16S ri 


101192 Bacteria_16S 
strain W16 16S ri 


101192 Bacteria_16S 


Flavobacteria; 


motogales; 


16S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Al 


55502 55410 


64543 64459 


119221 119137 1 


DSM 43879 16S ribosomal RNA, partial s 


Cellulosimicrobium. 


137429 137345 1 


138988 138904 1 


140517 140433 1 


145034 144950 1 


147941 147857 1 


161784 161700 1 


Firmicutes; 
206192 206108 1 


Proteobacteria; 
209285 209201 1 


Clostridia; 
247639 247536 3 


283778 283694 1 


in B54 16S ribosomal RNA, 


Proteobacteria; 


289776 289692 1 


314236 314152 1 


Clostridia; 
343306 343222 1 


462308 462224 1 


469819 469735 1 


564808 564692 1 


675236 675152 1 


681371 681287 1 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


n Ra 333 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 
n Catt39 16S ribosomal RNA, partial se 
ain N480/82 16S ribosomal RNA, partial 


teria; 


04 16S ribosomal RNA, partial sequence 


85 


3 16S ribosomal RNA, partial sequence 


YU 636-3 16S ribosomal RNA, partial se 


85 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


117 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


strain NA 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


Thermotoga. 


complete seq 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogaceae; 


265678871 
uence 


gi 


Deltaproteobacteria; Desulfobacterales; De 
85 gi| 265678867 |ref|NR_029173.1 
complete sequence 288824 290348 Bordet 
caligenaceae; Bordetella. 
85 gi| 265678851 |ref|NR_029157.1 
313315 314767 Clostr 
Clostridiales; Clostridiaceae; Clostridium. 
85 gi| 265678829 |ref|NR_029134.1 
quence 342395 343854 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae 
85 gi| 265678743 |ref|NR_029048.1 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


ionibacter 
gi| 265678738 
468944 47039 
Streptosporang 


gi| 265678676 
563902 56532 
Micrococcineae 
gi| 265678599 
674316 67581 
Micrococcineae 
gi| 265678595 


ref|NR_029177.1 
282818 284333 


ineae; Nocardioi 
ref |NR_029043.1 
5 Actinomadura 
ineae; Thermomon 


ref|NR_028981.1 


; Microbacteriac 
ref |NR_028904.1 
0 Dermatophilus 
; Dermatophilace 


82 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
4228378 4229799 Aequorivita antarctica Bacteria; 
Flavobacteriales; Flavobacteriaceae; Aequorivita. 
1 93 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
56028 Holdemania filiformis Bacteria; 
elotrichaceae; Holdemania. 
1 85 gi|265679021|ref|NR_029329.1| Herbaspirillum 
ence 63592 65117 Herbaspirillum seropedicae 
riales; Oxalobacteraceae; Herbaspirillum. 
85 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
equence 118321 119772 Cellulosimicrobium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
85 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
136495 138004 Oerskovia turbata Bacteria; 
Micrococcineae; Cellulomonadaceae; Oerskovia. 
85 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
138055 139531 Sanguibacter suarezii Bacteria; 
Micrococcineae; Sanguibacteraceae; Sanguibacter. 
85 gi| 265678969 |ref|NR_029277.1| Sanguibacter inulinus 
139582 141058 Sanguibacter inulinus Bacteria; 
Micrococcineae; Sanguibacteraceae; Sanguibacter. 
85 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
144082 145595 Jonesia denitrificans Bacteria; 
Micrococcineae; Jonesiaceae; Jonesia. 
85 gi|265678964|ref|NR_029272.1| Kineococcus 
quence 147044 148460 Kineococcus 
Actinomycetales; Kineosporiineae; 
85 gi|265678955|ref|NR_029263.1| Clostridium 
quence 160899 162283 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
85 gi| 265678926 |ref|NR_029234.1| Taylorella 
sequence 205252 206750 Taylorella 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
85 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
208355 209857 Clostridium sporogenes 
Clostridiales; Clostridiaceae; Clostridium. 
106 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Bordetella holmesii 
ella holmesii Bacteria; 


Clostridium botulinum 
idium botulinum A 


Cryptosporangium 
Cryptosporangium 


; Cryptosporangiaceae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Actinomadura latina 


latina Bacteria; 


osporaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Neisseria animalis 


ref|NR_028900.1 


680477 681831 Neisseria animalis Bacteria; 


101192 Bacteria_16S 
strain NCTC 10617 
Proteobacteria; 
101192 Bacteria_16S 
strain CK74 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


101192 Bacteria_16S 


682776 682692 1 85 gi 
16S ribosomal RNA, partial sequence 


684208 684116 1 93 gi 
Clostridiales; 
694976 694884 1 


Clostridiaceae; 
93 gi 


brasiliensis strain DSM 5305 16S ribosomal RNA, partial 


brasiliensis DSM 
Planctomyces. 

101192 Bacteria_16S 
lusitanum strain 
Proteob 
101192 Bacteria_16S 
strain Al 16S ribosomal RNA, partial sequence 
Proteobacteria; 
101192 Bacteria_16S 
strain V33 16S ribosomal RNA, partial sequence 
Proteobacteria; 
101192 Bacteria_16S 
postgatei strain 


Bacteria; 


Bacteria; 


5305 Bacteria; Planctomycetes; 


738900 738816 1 
P6-12 16S ribosomal RNA, 


85 gi 


759250 759166 1 85 
Betaproteobacteria; Neisseriales; 
760804 760720 1 85 


Betaproteobacteria; Neisseriales; 


779244 779160 1 85 gi 


838833 838749 1 85 
ribosomal RNA, partial sequence 


gi 


852339 852255 1 85 gi 


radiotolerans Bacteria; Actinobacteria; Actinobacterida 


Kineosporiaceae; 
101192 Bacteria_16S 
strain LMG 16407 
Proteobacteria; 

101192 Bacteria_16S 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 
heliotrinireducens Bacteria; Actinobacteria; 
Coriobacteriaceae; 
101192 Bacteria_16S 
strain PSv29 16S 
Proteobacteria; 

101192 Bacteria_16S 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 


Kineococcus. 


896249 896165 1 85 gi 


921072 920988 1 85 gi 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
1031562 1031478 1 85 gi 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


101192 Bacteria_16S 
strain 7-2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
101192 Bacteria_16S 
strain LK2-10 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonospora. 
101192 Bacteria_16S 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


1036196 1036112 1 85 gi 


1048482 1048398 1 85 
ribosomal RNA, partial sequence 


gi 


1090585 1090501 1 85 gi 


roseoviolacea Bacteria; Actinobacteria; Actinobacterida 


Streptosporangiaceae; 
101192 Bacteria_16S 

strain 14 16S ribosomal 

Actinobacteria; Actinoba 
101192 Bacteria_16S 
strain NRRL 15532 
Bacteria; Actinobacteria; 


Nonomuraea. 


101192 Bacteria_16S 
strain I-132 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 
strain I-273 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 
strain Ter6 16S ribosomal RNA, partial sequence 
Proteobacteria; 
101192 Bacteria_16S 


Nonomuraea. 
1102524 1102440 1 
RNA, partial sequence 


85 gi 


1107122 1107038 1 
16S ribosomal 


85 gi 
RNA, partial sequence 


1114766 1114682 1 85 
ribosomal RNA, partial sequence 


gi 


1116292 1116208 1 85 
ribosomal RNA, partial sequence 


gi 


1146541 1146457 1 85 gi 
Ox 


gi 


Betaproteobacteria; Burkholderiales; 
1151013 1150897 1 117 


Betaproteobacteria; Neisseriales; Neisseriaceae; 


683287 68472 


Planctomycetacia; 


complete sequence 737948 
acteria; Betaproteobacteria; Burkholderiales; 


759866 76120 
Neisseriaceae; 


2ac9 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
101192 Bacteria_16S 
strain AC 615 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 


837961 83941 
Streptosporangineae; 
ref 


16S ribosomal RNA, partial sequence 895318 89680 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


924822 92631 


1035238 10367 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


1047573 10490 


1101592 11031 
cteridae; Actinomycetales; Micrococcineae; 
ref 
1106217 1107715 Nonomu 


Actinobacteridae; Actinomycetales; Streptosporangineae; 


1113840 11153 
Kineosporiineae; 


1115364 11168 
Kineosporiineae; 


1145612 11470 


265678594 
681882 
265678593 


265678586 
sequence 


265678555 


265678526 
778272 
265678487 


265678478 


265678447 


265678431 


Coriobacteridae; Coriobacteriales; C 
Slackia. 
925766 925682 1 85 gi| 265678428 |ref|NR_028730.1 


265678357 


265678354 


265678346 


265678316 


265678308 


265678304 


265678299 


265678298 


253680759 


253680756 


ref 
Neisseria. 
ref 
3 Clostridium acidisoli Bacteria; 
Clostridium. 

ref 
Planctomycetale 


ref 


Oxalobacteraceae; 


Desulfobacterac 
ref 
7 Nonomuraea rubra Bacteria; 


e; Actinomycetales; 


ref 
2 Pandoraea apista Bacteria; 


ref 


Actinomycetales; 


ref 
33 Herbaspirillum putei Bacteria; 


ref 
49 Micromonospora eburnea Bacteria; 
ref 
e; Actinomycetales; 


ref 
01 Agromyces rhizospherae Bacteria; 


ref 
13 Kineosporia rhamnosa Bacteria; 


ref 
39 Kineosporia succinea Bacteria; 


ref 
64 Collimonas fungivorans Bacteria; 
alobacteraceae; 
ref 


NR_028899.1 
683236 Neisse 


NR_028898.1 


NR_028891.1 
694091 695537 


NR_028859.1 
739471 Herbas 


NR_028830.1 
779794 Desulf 


NR_028790.1 
Streptosp 
NR_028781.1 
851409 852783 
Kineos 
NR_028749.1 
Pandoraea. 


NR_028733.1 
920164 921628 


Desul 
NR_028659.1 
1030633 103211 
Micromon 
NR_028656.1 


Herbaspiri 
NR_028648.1 


Micromonos 
NR_028618.1 
1089685 109113 
Strept 
NR_028610.1 


Microbacteriac 
NR_028606.1 


NR_028600.1 


Kineosporiace 
NR_028599.1 


Kineosporiace 
NR_028007.1 


Collimonas 


Neisseria lactamica 
ria lactamica Bacteria; 


Clostridium acidisoli 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 


gi|265678540|ref|NR_028844.1| Alysiella filiformis 

758305 759815 Alysiella filiformis Bacteria; 
Neisseriaceae; Alysiella. 

gi|265678539|ref|NR_028843.1| Neisseria dentiae 


6 Neisseria dentiae Bacteria; 
Neisseria. 
ref 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Nonomuraea rubra 


orangiaceae; Nonomuraea. 
Kineococcus 
Kineococcus 

poriineae; 


Pandoraea apista 
Slackia 
Slackia 


oriobacterineae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 
Desulfobacteraceae; 
ref 


fofaba. 
Micromonospora 

4 Micromonospora 

osporineae; 


Herbaspirillum putei 


llum. 
Micromonospora eburnea 


poraceae; 
Nonomuraea 
7 Nonomuraea 
osporangineae; 
Agromyces rhizospherae 
eae; Agromyces. 
Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Kineosporia rhamnosa 


ae; Kineosporia. 
Kineosporia succinea 


ae; Kineosporia. 
Collimonas fungivorans 


NR_028004.1 


Thalassospira 


lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 


101192 Bacteria_16S 1161646 1161562 1 85 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 
101192 Bacteria_16S 1181381 1181297 1 85 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 
101192 Bacteria_16S 1193406 1193322 1 85 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
101192 Bacteria_16S 1205586 1205502 1 85 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
101192 Bacteria_16S 1247883 1247799 1 85 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 
101192 Bacteria_16S 1267379 1267295 1 85 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 
101192 Bacteria_16S 1268926 1268814 1 113 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 
101192 Bacteria_16S 1283729 1283645 1 85 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
101192 Bacteria_16S 1300295 13002111 85 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
101192 Bacteria_16S 1452286 1452202 1 85 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
101192 Bacteria_16S 1456876 1456792 1 85 gi|224581416|ref|NR_027197.1| Achromobacter 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
101192 Bacteria_16S 1467358 1467274 1 85 gi|224581408|ref|NR_027189.1| Treponema putidum 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 1467891 Treponema putidum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
101192 Bacteria_16S 1471950 1471866 1 85 gi| 224581405 |ref|NR_027186.1| Achromobacter 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
101192 Bacteria_16S 1494668 1494584 1 85 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
101192 Bacteria_16S 1500699 1500593 1 107 gi|219846622|ref|NR_026214.1| Corynebacterium 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 
101192 Bacteria_16S 1503583 1503496 1 86 gi|219846475|ref|NR_026067.1| Rhizobium tropici 
strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
101192 Bacteria_16S 1517109 1517025 1 85 gi|219873435|ref|NR_025194.1] Desulfotignum 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 1517596 Desulfotignum 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfotignum. 
101192 Bacteria_16S 1529240 1529156 1 85 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 
101192 Bacteria_16S 1532288 1532204 1 85 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
101192 Bacteria_16S 1538354 1538270 1 85 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
101192 Bacteria_16S 1626290 1626206 1 85 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 


bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 


1625384 1626850 Arsenicicoccus 


bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 


101192 Bacteria_ 


strain DSM 44494 
Actinobacteria; 


101192 Bacteria_ 
saxobsidens strai 
saxobsidens Bacte 


Blastococcus. 


101192 Bacteria_ 
paurometabola str 
paurometabola Bac 
Cellulomonadaceae 
101192 Bacteria_ 


strain DSM 46000 
Actinobacteria; 


101192 Bacteria_ 


herbarum strain 
herbarum Bacteri 
Curtobacterium. 


101192 Bacteria_ 
denitrificans str 
denitrificans Bac 
Sterolibacterium. 
101192 Bacteria_ 


strain IMSNU 220 
Actinobacteria; 


101192 Bacteria_ 


strain DSM 11334 
Proteobacteria; 


101192 Bacteria_ 


strain LMG 1945, 
Proteobacteria; 


101192 Bacteria_ 


humiphilum strai 
humiphilum Bacte 
Intrasporangiace 


101192 Bacteria_ 


strain Se-1111R 
Proteobacteria; 


101192 Bacteria_ 


denitrificans st 
denitrificans Ba 
Thiobacillus. 


101192 Bacteria_ 


subsp. parafaeca 
subsp. parafaeca 
Alcaligenes. 


101192 Bacteria_ 


frisingense stra 
frisingense Bact 
Herbaspirillum. 


101192 Bacteria_ 


strain CK58 16S 
Firmicutes; Clos 


101192 Bacteria_ 


strain 534-30 16 
Planctomycetes; 


101192 Bacteria_ 


strain ATCC 3558 
Firmicutes; Clos 


101192 Bacteria_ 


antarcticus stra 
Bacteria; Actino 


101192 Bacteria_ 


defragrans strai 
Bacteria; Proteo 


101192 Bacteria_ 


aquiterrae strai 
Bacteria; Actino 
Nocardioides. 


101192 Bacteria_ 


16S 1740668 1740584 1 85 gi 
Actinobacteridae; Actinomycetales; Stre 
16S 1788953 1788869 1 85 gi 
n BC448 16S ribosomal RNA, partial seq 


ria; Actinobacteria; Actinobacteridae; 


16S 1805836 1805752 1 85 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
; Oerskovia. 

16S 1807374 1807290 1 85 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 1821164 1821049 1 117 gi 
P 420/07 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Ac 


, 


16S 1836322 1836238 1 85 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


16S 1866865 1866781 1 85 gi 
04 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 1897657 1897573 1 85 gi 


Betaproteobacteria; Burkholderiales; Al 
16S 1899200 1899116 1 85 gi 
R8846 16S ribosomal RNA, partial seque 
Betaproteobacteria; Burkholderiales; Al 
16S 1900705 1900621 1 85 gi 
DSM 12362 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 

ae; Ornithinimicrobium. 
16S 1947448 1947364 1 
1 
Betaproteobacteria; Burkholderiales; Al 
16S 1964180 1964096 1 85 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


n 


85 gi 


r 
Cc 


16S 
1 
ds 


1965697 1965613 1 85 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


16S 1971498 19714141 85 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


a 
e 
16S 1973020 1972928 1 93 
ribosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 
16S 2011835 2011743 1 93 gi 
S ribosomal RNA, partial sequence 
Planctomycetacia; Planctomycetales; Pla 
16S 2060439 2060347 1 93 gi 
5 16S ribosomal RNA, partial sequence 

tridia; Clostridiales; Eubacteriaceae; 

16S 2066429 2066345 1 85 gi 
in T2 16S ribosomal RNA, partial sequen 
bacteria; Actinobacteridae; Actinomycet 
16S 2074155 2074071 1 85 gi 
n 54Pin 16S ribosomal RNA, partial sequ 
bacteria; Betaproteobacteria; Burkholde 
16S 2100060 2099976 1 85 gi 
n GW-9 16S ribosomal RNA, partial seque 
bacteria; Actinobacteridae; Actinomycet 


gi 


pt 
uen 


Ac 


al 
e; 


oc 


ue 
ti 


n 


e 


ria 


ca 


ne 
ca 


e 
1 


se 
Ac 


q 
mes 


cal 


1 
a 


ia 
ri 


s 
ob 


e 
a 


ue 
a; 


n 


Clo 


2010901 20 


net 


Eub 


ce 
ale 


enc 
ria 


nce 
ale 


16S 2157584 2157500 1 85 gi 


219878380 
16S ribosomal RNA, partial sequence 1739732 17412 
osporang 
219878343 


ce 
tinomyc 


219878332 


sequenc 


Actinomycet 


219878331 
16S ribosomal RNA, partial sequence 1806449 18079 
occineae 
219878322 


ce 


nomyceta 


219878311 
sequence 
Rhodo 


’ 


219878290 


18659 


omonospori 
219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
ligenace 
219878264 


18982 
igenace 


219878263 


uence 
inomyce 


219878230 
6S ribosomal RNA, partial sequence 1946525 19480 


igenace 


219878219 


sequ 
Hyd 


en 
ro 


’ 


219878218 


quenc 
cteri 


2 
a; 


219878214 


ce 


Burkhol 


219878213 
1972100 19735 


stridiu 


219878188 


124 


omyceta 


219878150 


20 
acte 


595 
riu 


219878146 


20 
M 


655 


s; Micr 


219878141 


e 20 
les; 


732 
Al 


219878122 


20991 


s; Prop 


219857630 


ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref |NR_025482.1 

1788037 178951 
etales; Frankine 


ref|NR_025471.1 
e 1804913 180639 
ales; Microc 


ref|NR_025470.1 


; Cellulomonadac 
ref|NR_025461.1 

1820242 182172 
les; Micrococcin 


ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref|NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref |NR_025404.1 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025402.1 

1899804 190110 
tales; Micrococc 
ref |NR_025369.1 
ae; Bordetella. 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref |NR_025353.1 

1970584 197204 
deriales; Oxalob 
ref|NR_025352.1 
m. 
ref|NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_025289.1 
20 2060972 Eubact 
m. 
ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025261.1 
38 2100621 Nocard 


ionibacterineae; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Blastococcus 

9 Blastococcus 

ae; Geodermatophilaceae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Asanoa ishikariensis 

ishikariensis Bacteria; 
poraceae; Asanoa. 

Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Ornithinimicrobium 
9 Ornithinimicrobium 


ineae; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


, 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Planctomyces maris 


maris Bacteria; 


es. 
Eubacterium sulci 
erium sulci Bacteria; 


Micrococcus 

occus antarcticus 

ococcaceae; Micrococcus. 
Castellaniella 

laniella defragrans 

stellaniella. 
Nocardioides 

ioides aquiterrae 

Nocardioidaceae; 


ref |NR_025219.1 


Streptomonospora alba 


strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 


101192 Bacteria_16S 2183405 2183301 3 107 gi|219857611|ref|NR_025200.1 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 218387 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

101192 Bacteria_16S 2253153 2253069 1 85 gi|219857564|ref|NR_025152.1 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
101192 Bacteria_16S 2265570 2265486 1 85 gi| 219857556 |ref|NR_025144.1 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 22660 

Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 
101192 Bacteria_16S 2277842 2277759 1 85 gi|219857548|ref|NR_025136.1 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methyl 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
101192 Bacteria_16S 2308008 2307924 1 85 gi|219857524|ref|NR_025112.1 


strain K24 16S ri 
Proteobacteria; B 


101192 Bacteria_16S 


strain DSM43926 1 
Actinobacteria; A 


101192 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


101192 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


101192 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


101192 Bacteria_16S 


strain VKM Ac-145 
Actinobacteria; A 


101192 Bacteria_16S 


ATCC 700122 16S r 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2309487 2309403 1 85 gi 


ca 


ctinobacteridae; Actinomycetales; Stre 
2344194 23441101 85 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2436900 2436816 1 


pt 


s 
e; 


85 gi 


etaproteobacteria; Burkholderiales; Burk 
2511002 2510918 1 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
2512509 2512425 1 85 gi 
7 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2520060 2519976 1 85 gi 
ibosomal RNA, partial sequence 


pt 


2307079 23085 


ligen 


219857523 
6S ribosomal RNA, partial sequence 2308611 23100 


ospor 


219857498 


equen 
Acti 


219857430 
6S ribosomal RNA, partial sequence 2436004 24374 


holde 


219857370 


25 


es; S 


219857369 


25 
ospor 


219857364 
2519150 25206 


60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025111.1 


ace 


ineae; Streptosp 
ref|NR_025086.1 
ce 2343294 234473 
nomycetales; Propio 


ang 


ref |NR_025018.1 


ceae; Cupriavidu 
ref |NR_024958.1 
68 2511541 Nocard 


ptosporangineae; 


ria 


100 
tre 


ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref |NR_024952.1 


115 
ang 


Streptosporangineae; Nocardiopsaceae; 


Actinomyces 
7 Actinomyces 
mycineae; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 

Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Actinopolymorpha 

5 Actinopolymorpha 

nibacterineae; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Nocardiopsis trehalosi 

iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Taylorella 

2 Taylorella 

aligenaceae; Taylorella. 
Kribbella sandramycini 

lla sandramycini 
Nocardioidaceae; 


Borrelia turcica 


59 Borrelia turcica Bacteria; 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Persephonella 

8 Persephonella 

la. 
Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Actinoplanes 
4 Actinoplanes 
onosporineae; 


Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
101192 Bacteria_16S 2575968 2575884 1 85 gi|219857284|ref|NR_024915.1 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 257651 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alc 
101192 Bacteria_16S 2660148 2660064 1 85 gi|219857217|ref|NR_024845.1 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbe 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Kribbella. 

101192 Bacteria_16S 2694535 2694451 1 85 gi|219857192|ref|NR_024820.1 
strain IST7 16S ribosomal RNA, partial sequence 2693690 26949 

Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

101192 Bacteria_16S 2718575 2718491 1 85 gi|219857176|ref|NR_024804.1 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 271910 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 0 
Herbaspirillum. 

101192 Bacteria_16S 2724667 2724583 1 85 gi|219857172|ref|NR_024800.1 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 

Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
101192 Bacteria_16S 2727760 2727656 1 104 gi|219857169|ref|NR_024797.1 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 272832 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonel 
101192 Bacteria_16S 2780151 2780067 1 85 gi|219857130|ref|NR_024758.1 
strain AP3 16S ribosomal RNA, partial sequence 2779259 27806 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
101192 Bacteria_16S 2781618 2781534 1 85 gi|219857129|ref|NR_024757.1 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 27821 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
101192 Bacteria_16S 2796532 2796448 1 85 gi|219857119|ref|NR_024747.1 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 279709 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microm 
Micromonosporaceae; Actinoplanes. 

101192 Bacteria_16S 2798054 2797970 1 85 gi|219857118|ref|NR_024746.1 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 279714 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 


osporangiaceae; Cryptosporangium. 


101192 Bacteria_16S 


2799575 2799491 1 


85 gi 


219857117 


strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 28001 


101192 Bacteria_1 


strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
6S 
16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
6S 
16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
101192 Bacteria_16S 
derwentensis strain IFO 14935 16S ribosomal RNA, partial 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; 


101192 Bacteria_1 
strain IFO 14915 


101192 Bacteria_1 
strain IFO 12512 


2801098 2801014 1 


2802619 2802535 1 


2804140 2804056 1 


2805662 2805578 1 


Micromonosporaceae; Actinoplanes. 


101192 Bacteria_16S 2 
consettensis strain IFO 14913 16S ribosomal RNA, partial 
consettensis Bacteria; Actinobacteria; Actinobacteridae; 


2807184 2807100 1 


Micromonosporaceae; Actinoplanes. 


101192 Bacteria_16S 2 
campanulatus strain IFO 12511 16S ribosomal RNA, partial 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; 


2808706 2808622 1 


Micromonosporaceae; Actinoplanes. 


101192 Bacteria_16S 
cateniformis strain JCM 10604 16S ribosomal RNA, partial 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelo 


Coprobacillus. 


101192 Bacteria_16S 


2817744 2817652 1 


2829810 2829726 1 


85 gi 


85 gi 
85 gi 


85 gi 


85 gi 
85 gi 
93 


gi 


85 gi 


219857116 


219857113 


19857112 


19857111 


219856912 


219856904 


strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 28303 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Catenuloplanes. 


101192 Bacteria_16S 


strain IFO 16235 


cineracea strain 


Streptomycetaceae; 


2840455 28403711 


2843485 2843401 1 


2846608 2846516 1 


85 gi 


85 gi 


93 gi 


strain ATCC 700697 16S ribosomal RNA, partial sequence 
Clostridiales Family XIII. 


Firmicutes; 


101192 Bacteria_16S 
ATCC 14670 16S ribosomal RNA, partial 


huttiense strain 


Clostridia; 


Clostridiales; 
2868286 2868202 1 


85 gi 


huttiense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 


101192 Bacteria_16S 


2891423 2891339 1 


85 gi 


capillaceus strain K95-5561 16S ribosomal RNA, partial 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 


101192 Bacteria_16S 


2941488 2941404 1 


85 gi 


aurantiacum strain YU438-5 16S ribosomal RNA, partial s 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Virgisporangium. 


101192 Bacteria_16S 
YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Act 


ochraceum strain 


2943004 29429201 


Micromonosporaceae; Virgisporangium. 


101192 Bacteria_16S 


2990120 2990037 1 


85 gi 


85 gi 


219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
101192 Bacteria_16S 
SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 
101192 Bacteria_16S 


219856895 


complete sequence 


219856893 
28456 


219856879 
sequence 


219856862 
sequence 
Actinomyc 


219856829 
equence 


Actinomyc 


219856828 


219846930 


strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 29906 


3012870 3012786 1 


85 gi 


219846915 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 


Marmoricola. 
101192 Bacteria_16S 


3029500 3029416 1 


85 gi 


polyendosporus strain PS-1 16S ribosomal RNA, partial s 


polyendosporus Bacteria; 
101192 Bacteria_16S 


Firmicutes; 
3046280 3046196 1 


Clostridia; 


Clostr 


85 gi 


Actinomyc 


219846904 
equence 

idiales; C 
219846891 


hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 


hortensis Bacteria; 
Intrasporangiaceae; 


Micromonos 
219857115|ref|NR_024743.1 
80 Actinoplanes 
omonosporineae; Micromonos 
219857114] ref|NR_024742.1 


sequence 
Actinomycetales; 


sequence 
Actinomycetales; 


sequence 
Actinomycetales; 


sequence 


inomycetales; 


Burkholderiales; 


inomycetales; 


ref |NR_024745.1 
Micromonos 


ref|NR_024744.1 


01 Actinoplanes 
Micromonos 
ref|NR_024741.1 

2804752 280622 
Micromo 


ref|NR_024740.1 
2806275 280774 
Micromo 


ref |NR_024739.1 
2807796 280926 
Micromo 


ref |NR_024733.1 
2816799 281828 


ref|NR_024725.1 


Micromonos 


ref|NR_024716.1 
Microbacteriac 
ref|NR_024714.1 

2842551 284406 
Streptomyc 


ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref |NR_024698.1 

2867356 286884 
Oxalobac 


ref |NR_024681.1 
2890502 289195 
etales; Micromon 


ref|NR_024648.1 
2940579 294204 
etales; Micromon 


ref |NR_024647.1 
2942098 294356 
Micromonos 


ref |NR_026522.1 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


ref |NR_026496.1 
3028583 303003 
lostridiaceae; A 


Actinoplanes lobatus 


36 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Coprobacillus 
3 Coprobacillus 


trichaceae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 
omonosporineae; 


poraceae; 


Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Mogibacterium vescum 

cterium vescum Bacteria; 
Mogibacterium. 
Herbaspirillum 

5 Herbaspirillum 

teraceae; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 


porineae; 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
101192 Bacteria_16S 


Marmoricola 
1 Marmoricola 
bacterineae; 


Anaerobacter 

8 Anaerobacter 
naerobacter. 
Ornithinicoccus 


ref |NR_026483.1 
3045360 304685 


1 Ornithinicoccus 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Ornithinicoccus. 


101192 Bacteria_16S 


caribensis strain 
caribensis Bacter 


101192 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


101192 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


101192 Bacteria_16S 


strain HK1 0089 1 
Actinobacteria; A 


101192 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


101192 Bacteria_16S 


agaricidamnosum s 
agaricidamnosum B 
Janthinobacterium 


101192 Bacteria_16S 


strain DSM 43678 
Actinobacteria; A 


101192 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


101192 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
101192 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


101192 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


101192 Bacteria_16S 


strain DSM 43039 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3333764 3333680 1 85 gi 


101192 Bacteria_16S 


strain DSM 43151 
Actinobacteria; A 


101192 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


101192 Bacteria_16S 


DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 


101192 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 
Dactylosporangium 


3077921 3077837 1 85 gi 
MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
3103496 3103412 1 85 gi 
in HR1-2 16S ribosomal RNA, partial se 


e; Verrucosispora. 

3112452 3112368 1 85 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
3133497 3133413 1 85 gi 


ctinobacteridae; Actinomycetales; Micr 
3221579 3221495 1 85 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3223098 3223014 1 85 gi 
train Wlr3 16S ribosomal RNA, partial 

acteria; Proteobacteria; Betaproteobac 


3250280 3250196 1 85 gi 
ctinobacteridae; Actinomycetales; Stre 
3324646 3324562 1 85 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 
3326173 3326089 1 85 gi 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3327694 3327610 1 85 gi 
ain DSM 43810 16S ribosomal RNA, parti 

teria; Actinobacteria; Actinobacterida 

e; Dactylosporangium. 

3329213 3329129 1 85 gi 
43917 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


3332269 3332185 1 85 gi 


ctinobacteridae; Actinomycetales; Micr 
3335258 33351741 85 gi 
in DSM 43805 16S ribosomal RNA, partia 


e; Actinoplanes. 

3341299 33412151 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


85 gi 


3342826 3342742 1 85 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


101192 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


101192 Bacteria_16S 
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3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 

aligenaceae; Bordetella. 
Neisseria weaveri 
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ref|NR_025874.1 


Borrelia tanukii 


3914434 3915800 Borrelia tanukii Bacteria; 
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101192 Bacteria_16S 3916769 3916685 1 85 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 


Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

101192 Bacteria_16S 3933749 3933665 1 85 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 
strain HT31 16S ribosomal RNA, partial sequence 3932829 3934196 Borrelia miyamotoi Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

101192 Bacteria_16S 3973614 3973530 1 85 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 


strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
101192 Bacteria_16S 4012037 4011953 1 85 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
101192 Bacteria_16S 4051413 4051329 1 85 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
101192 Bacteria_16S 4054369 4054285 1 85 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
101192 Bacteria_16S 4060400 4060316 1 85 gi|219846180|ref|NR_025770.1]| Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 


101192 Bacteria_16S 4080176 4080084 1 93 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

101192 Bacteria_16S 4110226 4110142 1 85 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
101192 Bacteria_16S 4111792 4111708 1 85 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
101192 Bacteria_16S 4176267 4176183 1 85 gi|219846096|ref|NR_025686.1| Achromobacter spanius 


strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


101192 Bacteria_16S 4177752 4177668 1 85 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
101192 Bacteria_16S 4194594 41945101 85 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 


strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
101192 Bacteria_16S 4217229 4217145 1 85 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 


101192 Bacteria_16S 120724 120621 1 104 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
101192 Bacteria_16S 151006 150903 1 104 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

101192 Bacteria_16S 152562 152460 1 104 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

101192 Bacteria_16S 249219 249116 1 104 gi| 265678896 |ref|NR_029204.1| Microvirgula 


aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 
101192 Bacteria_16S 389834 389727 1 107 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 
101192 Bacteria_16S 440901 440798 1 104 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
101192 Bacteria_16S 737324 737221 1 104 gi| 265678556 |ref|NR_028860.1| Entomoplasma lucivorax 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
101192 Bacteria_16S 1066647 1066545 1 104 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 
strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
101192 Bacteria_16S 1279238 1279135 1 104 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
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16S 4143944 41438411 104 gi 
ribosomal RNA, partial sequence 


gi 


Entomoplasmat 


Entomoplasmat 


Entomop 


an 


ence 
a; 


qu 
ri 


s 


se 
F 


ia 


ri 


oc 


ro. 


e 
ro. 


uence 


R 


4118405 41 
aceae; 


at 


eq 


4136739 41 


taceae; 


ue 
la 


nce 


eq 
as 


4141437 41 


taceae; 
219846 


4143001 41 


smata 
219846120 
uence 
matal 
219846119 


Tenericutes; Mollicutes; 
101192 Bacteria_16S 
strain TABS-2 16S riboso 
Tenericutes; Mollicutes; 
101192 Bacteria_16S 
strain 23-6 16S ribosoma 
Tenericutes; Mollicutes; 


101192 Bacteria_16S 


Tenericutes; Mollicutes; 


Entomoplasmatales; 


4150206 4150103 1 
mal RNA, partial sequence 


Entomoplasmatales; 


4151762 4151659 1 
1 RNA, partial sequence 


Entomoplasmatales; 


4153190 4153087 1 
strain CUAS-1 16S ribosomal RNA, partial sequence 


Entomoplasmatales; 


Spiroplasmataceae; 
104 gi|219846 
4149264 41 
Spiroplasmataceae; 
104 gi| 219846 
4150819 41 


Spiroplasmataceae; 


219846087 
1281261 12827 
aceae; 
219878165 

20440 
thomonad 
219857579 


Neiss 
219857561 
equence 
Actinomyc 


219857540 
2287434 22889 
aceae; 
219857465 
quence 

lavobact 
219857291 
1 sequen 
diales; 
219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
occineae 
219846446 
3686364 36878 


219846445 
3687881 36893 


219846432 
37058 
biales; 
219846430 
37089 
biales; 
219846380 


smataceae; 
219846340 
38321 
uminococ 
219846138 


al 


’ 


219846123 
uence 
lasma 
219846122 


3 


219846121 


dL: 


4 


4 


114 


5 


173 


5 


104 gi|219846 


Spiroplasmataceae; 


112 
4152247 4153762 Spiroplasma diminutum Bacteria; 


tal 


es; 


118 


ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 
ref |NR_025304.1 
53 2045572 Lutei: 
aceae; Luteimona 
ref|NR_025167.1 
2229404 223086 
eriales; Neisser 
ref|NR_025149.1 
2256827 225829 
etales; 


E 


ref|NR_025128.1 


Mesoplasma. 
ref |NR_025053.1 
2391886 239336 
eriales; Flavoba 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref |NR_026037.1 


ref|NR_026036.1 


ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_025971.1 
3774462 377592 
Mycoplasma. 
ref|NR_025930.1 
73 3833552 Rumino 
cus. 
ref|NR_025728.1 
99 
Mesop 
ref 

4 
es; 
ref 


lasma. 
NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 
82 
Sp lasma. 
ref|NR_025711. 

4138305 41 
; Spiroplasmata 
ref|NR_025710. 

4139871 414138 
Spiroplasmatace 
ref|NR_025709.1 


irop 
2 
es c 


29 
Sp lasma. 


NR_025708.1 


irop 
ref 
45 
Sp lasma. 


NR_025704.1 


irop 
ref 
07 
Sp lasma. 
NR_025703.1 


irop 
ref 

21 
Sp 


iroplasma. 


Entomoplasma somnilux 


somnilux Bacteria; 


Luteimonas mephitis 


monas mephitis Bacteria; 


s. 
Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Streptomyces 
4 Streptomyces 


Streptomycineae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Zobellia 

8 Zobellia 

cteriaceae; Zobellia. 
Eubacterium 

8 Eubacterium 

Eubacterium. 
Cellulomonas persica 

Bacteria; 

eae; Cellulomonas. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Mycoplasma 
7 Mycoplasma 


Ruminococcus bromii 
coccus bromii Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


ref|NR_025702.1 


Spiroplasma. 


Spiroplasma diminutum 


101192 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


101192 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


101192 Bacteria_16S 


chrysopicola stra 
chrysopicola Bact 


101192 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


101192 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


101192 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


101192 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


101192 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


101192 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


101192 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


101192 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


101192 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


101192 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


101192 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


101192 Bacteria_16S 


IMMIB R-145 16S r 


4154755 4154652 1 104 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4156321 4156218 1 104 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4157886 4157783 1 104 gi|219846109|ref|NR_025699.1| Spiroplasma 
in DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4159452 4159349 1 104 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
bosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4164049 4163946 1 104 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4174730 4174627 1 104 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4180883 4180780 1 104 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 

ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4185386 4185283 1 104 gi| 219846086 |ref|NR_025676.1| Entomoplasma luminosum 

ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

212391 212289 1 103 gi| 265678921 |ref|NR_029229.1| Clostridium baratii 


S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
303466 303374 1 93 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
335688 335578 1 111 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
337255 337145 1 111 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


338819 338709 1 111 gi 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
442446 442336 1 111 gi 
strain T16 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 


544838 544733 1 107 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


strain 3wWC2 16S r 
Firmicutes; Clost 


101192 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


101192 Bacteria_16S 


c9l1 
Proteobacteria; 


16S ribosomal 
B 


101192 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


101192 Bacteria_16S 


strain E58 16S ri 


590272 590170 1 103 
ibosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 

631274 631176 13 111 gi 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
1179851 1179745 1 107 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1332549 1332467 3 85 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1367345 1367235 1 111 
bosomal RNA, complete sequence 


gi 


gi 


gi 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


101192 Bacteria_16S 


strain CCM 132 16 
Actinobacteria; A 


101192 Bacteria_16S 


scardovii strain 
scardovii Bacteri 
Bifidobacterium. 


101192 Bacteria_16S 


1461233 14611271 107 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1833372 1833262 1 LL gi 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


gi 


B 


2254690 2254604 1 87 gi 


211461 21296 


1178919 1180416 Nitro 


1366379 13679 


1460297 14618 


224581412 


ococcineae; 


219878313 
sequence 
ifidobacte 


219857563 


ref 
11 Kocuria carniphila Bacteria; 


ref 
1832458 183383 


rial 


ref 


26 Chlamydophila 


Mi 


NR_027193.1 


crococcaceae 
NR_025452.1 


es; Bifidoba 


8 Clostridium baratii Bacteria; 


Clostridium. 

265678858 |ref|NR_029164.1| Clostridium innocuum 
302503 303977 Clostridium innocuum Bacteria; 

elotrichaceae. 

265678834|ref|NR_029139.1| Bifidobacterium 

334755 336267 Bifidobacterium subtile 

riales; Bifidobacteriaceae; Bifidobacterium. 

265678833|ref|NR_029138.1| Parascardovia 

quence 336318 337835 Parascardovia 

Bifidobacteriales; Bifidobacteriaceae; 

265678832|ref|NR_029137.1| Bifidobacterium 

nce 337886 339399 Bifidobacterium saeculare 

riales; Bifidobacteriaceae; Bifidobacterium. 

265678760|ref|NR_029065.1| Bifidobacterium 

sequence 441527 442954 Bifidobacterium 

idae; Bifidobacteriales; Bifidobacteriaceae; 

265678689|ref|NR_028994.1| Nocardia puris strain 
543951 545424 Nocardia puris Bacteria; 

nebacterineae; Nocardiaceae; Nocardia. 

265678659|ref|NR_028964.1| Clostridium colicanis 
589361 590795 Clostridium colicanis Bacteria; 

Clostridium. 

265678630|ref|NR_028935.1] Kytococcus schroeteri 

e 630349 631823 Kytococcus schroeteri 

ales; Micrococcineae; Dermacoccaceae; Kytococcus. 

228717704|ref|NR_027566.1| Nitrosomonas eutropha 

somonas eutropha C91 Bacteria; 

itrosomonadaceae; Nitrosomonas. 

228721494|ref|NR_027617.1| Thermosipho 

equence 1331586 1333097 Thermosipho 

Ss; Thermotogaceae; Thermosipho. 

228718799 |ref|NR_027576.1| Chlamydophila pecorum 


pecorum E58 Bacteria; 


Kocuria carniphila 


; Kocuria. 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


NR_025151.1 


Sporanaerobacter 


acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Sporanaerobacter. 


Incerta 


e Sedis; 


101192 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


101192 Bacteria_16S 


strain M17C 16S r 


2599027 2598941 1 87 gi 
ridia; Clostridiales; Peptococcaceae; 
3377981 3377883 13 111 gi 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


101192 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


101192 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


101192 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


101192 Bacteria_16S 


strain HAR-13 16S 


3421821 3421738 1 85 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


3527402 3527317 1 87 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 

3550492 3550390 1 103 gi 


rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3895702 3895592 1 111 gi 
ribosomal RNA, complete sequence 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


101192 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


101192 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


101192 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


101192 Bacteria_16S 


aminovalericum st 
aminovalericum Ba 


101192 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


101192 Bacteria_16S 


argentinense stra 
argentinense Bact 


101192 Bacteria_16S 


strain 2502 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


strain 47001 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


101192 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


101192 Bacteria_16S 


thermohalophila s 
thermohalophila B 


101192 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


101192 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


101192 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


101192 Bacteria_16S 


stercorihominis D 
stercorihominis D 


101192 Bacteria_16S 


NS12 16S ribosoma 
Sphingobacteria; 


101192 Bacteria_16S 


obscurus DSM 4316 


Geodermatophilus. 


19006 18925 1 82 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 
166420 166335 1 


86 gi 


ridia; Clostridiales; 
184606 184526 1 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

189276 189195 1 82 gi 
rain DSM 1283 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
201523 201411 1 114 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
207732 207647 1 86 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; 
226059 225959 1 102 
ibosomal RNA, partial sequence 


Clostridiaceae; 
82 gi 


gi 


Cory 
229072 228972 1 102 gi 
ribosomal RNA, partial sequence 
Cory 
535718 535637 1 82 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
566319 566238 1 82 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
591790 591709 1 82 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
622152 622071 1 82 gi 
2 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
891695 891613 1 85 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
976606 976525 1 82 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1182881 1182796 1 86 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1249396 12493151 82 gi 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
1344769 1344696 12 85 gi 
0 16S ribosomal RNA, partial sequence 


Clostridiales; 


219857269 


16S ribosomal RNA, partial sequence 2598095 25994 
sulfotomacul 


De 
219846664 


3377063 33785 


ococcineae 
219846630 
al sequenc 
ria; Alter 


219846558 
ete sequen 
idiales; C 
219846543 
tial seque 
idiales; C 
219846298 


3894733 38962 


265679051 
sequence 
a; Sphingo 


265678952 


6S ribosomal RNA, partial sequence 165488 16699 


Clostridiu 
265678940 


183663 185179 Clost 


Clostridiu 
265678937 
al sequenc 
idiales; C 
265678929 


200572 20203 


mily XI. I 
265678924 
al sequenc 
Clo 
265678912 


225125 22658 


nebacterin 
265678910 


228138 22959 


nebacterin 
265678695 


534808 53626 


xibacterac 
265678675 

sequence 

lavobacter 


265678658 
sequence 
acteroidal 
265678637 

62122 
s; Flavoba 
265678450 


890778 89219 


ceae; Oren 
265678393 


975693 97713 


rospiracea 
228717350 
quence 

dia; Clost 
219857416 


1248510 1249867 Runel 


Runella. 


ref|NR_024900.1 


55 Desulfotomaculum putei Bacteria; 


um. 


ref |NR_026256.1 


42 Kytococcus sedentarius Bacteria; 


; Dermacoccaceae 
ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref |NR_026135.1 
nce 354957 
lostridiaceae; C 
ref|NR_025888.1 


; Kytococcus. 
Pseudoalteromonas 

9 Pseudoalteromonas 

doalteromonadaceae; 


Clostridium 
8 Clostridium 
lostridium. 

Clostridium 


lostridium. 


80 Chlamydia trachomatis Bacteria; 


NR_029359.1 
18082 19577 
bacteriales; Fle 


ref|NR_029260.1 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


5 Clostridium tetani Bacteria; 


m. 
ref 
ridi 
m. 

ref|NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref |NR_029237.1 


NR_029248.1 
um nexile DS 


M 1787 Bacteria; 


Clostridium 
Clostridium 
lostridium. 


6 Helcococcus kunzii Bacteria; 


ncertae Sedis; H 
ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacteri 
ref|NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029000.1 


elcococcus. 
Clostridium 
Clostridium 

stridium. 


chitae Bacteria; 


obuense Bacteria; 


7 Arcicella aquatica Bacteria; 


eae; Arcicella. 
ref|NR_028980.1 

565378 566823 
iales; Flavobact 


ref |NR_028963.1 

590846 592357 
es; Marinilabiac 
ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref|NR_028752.1 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Anaerophaga 
Anaerophaga 
eae; Anaerophaga. 
Chryseobacterium 
obacterium defluvii 
seobacterium. 


7 Orenia sivashensis Bacteria; 


ees 


ref|NR_028695.1 


0 Lewinella nigricans Bacteria; 


Lewinella. 
NR_027562.1 
181973 118343 
ridiales; Eubact 
ref |NR_025004.1 
la zeae Bacteria 


e; 
ref 


R 


228721038 


ref|NR_027601.1 


Anaerofustis 
4 Anaerofustis 


; Bacteroidetes; 


Geodermatophilus 


2 3551038 Clostridium 


Clostridium tetani 


Clostridium nexile 


Helcococcus kunzii 


Orenia sivashensis 


Lewinella nigricans 


Desulfotomaculum putei 


Kytococcus sedentarius 


Chlamydia trachomatis 


DSM 


Mycobacterium chitae 


aceae; Mycobacterium. 
Mycobacterium obuense 


aceae; Mycobacterium. 
Arcicella aquatica 


eriaceae; Anaerofustis. 
Runella zeae strain 


1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


101192 Bacteria_16S 


antarcticus strain LMG 21980 16S ribosomal RNA, partial 


antarcticus Bacte 
Algoriphagus. 
101192 Bacteria_16S 
strain LMG 21970 
Bacteroidetes; 
101192 Bacteria_16S 
aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 
101192 Bacteria_16S 
winogradskyi stra 
winogradskyi Bacteria; 
Algoriphagus. 
101192 Bacteria_16S 
lacusfryxellense 
lacusfryxellense 
101192 Bacteria_16S 
myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 

101192 Bacteria_16S 
aerophilus strain 
aerophilus Bacteria; 
101192 Bacteria_16S 
sublithincola str 
sublithincola Bac 
101192 Bacteria_16S 
strain JCM 9989 1 
Firmicutes; Clost 
101192 Bacteria_16S 
strain NR-27 16S 
Bacteroidetes; 
101192 Bacteria_16S 
acetireducens str 
acetireducens Bac 
101192 Bacteria_16S 
fusiformis strain 


ria; 


ria; 


101192 Bacteria_16S 
strain IFO 15965 


101192 Bacteria_16S 
strain KMM 6017 1 
Bacteroidetes; 
101192 Bacteria_16S 
strain SW-2 16S r 
Bacteroidetes; 
101192 Bacteria_16S 
ornithinivorans s 
ornithinivorans B 
Algoriphagus. 
101192 Bacteria_16S 
mannitolivorans s 
mannitolivorans B 
Algoriphagus. 
101192 Bacteria_16S 
alleghenense stra 
alleghenense Bacteria; 
101192 Bacteria_16S 
strain BA160 16S 
Bacteroidetes; 
101192 Bacteria_16S 
brennaborense str 
brennaborense Bac 
101192 Bacteria_16S 
strain CE40 16S r 


Sphingobacteria; 


Bacteria; 


teria; 


Bacteroidetes; 


teria; 


ridia; 


Sphingobacteria; 


teria; 


Sphingobacteria; 


Sphingobacteria; 


teria; 


1617215 1617134 1 
Bacteroidetes; 


1618738 1618657 1 


1620261 1620180 1 


n LMG 21971 16S ribosomal RNA, partial 
Sphingobacteria; 


Bacteroidetes; 


1621784 1621703 1 


in LMG 21969 16S ribosomal RNA, partia 
Sphingobacteria; 


Bacteroidetes; 


1684206 1684121 1 


strain C/C-an/Bl 16S ribosomal RNA, part 
Clostridia; 


Firmicutes; 
1818117 1818036 1 


ain DSM 11118 16S ribosomal RNA, parti 
Sphingobacteria; 


Bacteroidetes; 


1906295 1906214 1 


I/26Corl 16S ribosomal RNA, partial s 
Sphingobacteria; 


2423478 2423397 1 


ain QSSC9-3 16S ribosomal RNA, partial 
Flavobacteria; 


Bacteroidetes; 
2889906 2889821 1 


Clostridiales; 
3218562 3218481 1 


ribosomal RNA, partial sequence 
Sphingobacteriales; Flammeovirgac 


3483360 3483275 1 


ain DSM 10703 16S ribosomal RNA, parti 
Clostridia; 


Firmicutes; 
3705288 3705185 1 


FC4 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 


3903224 3903140 1 


3985167 3985086 1 


4007452 40073711 


ibosomal RNA, partial sequence 
Sphingobacteriales; Cyc 


4096754 4096673 1 


train JC2052 16S ribosomal RNA, partia 
acteria; 


Bacteroidetes; 


4099696 4099615 1 


train JC2050 16S ribosomal RNA, partia 
acteria; 


Bacteroidetes; 


4161018 4160915 1 


in PLHS-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 


4236875 42367941 


ribosomal RNA, partial sequence 
Sphingobacteria; 


35744 35661 


Spirochaetes; 
123812 123728 1 


ibosomal RNA, partial sequence 


82 gi|219878465 


sequence 
Sphingobacteria; Sphingobacteria 
82 gi| 219878464 |ref 


16S ribosomal RNA, partial sequence 1617815 16192 
Sphingobacteriales; Cyc 


82 219878463 
sequence 


ph 


gi 
Ss 


82 219878462 
1 


Sphingobac 


gi 


86 gi| 219878419 
Clos 


gi 


tridiales; 
219878324 
al sequenc 
s 


82 


82 219878259 


equence 


gi 


82 219857443 


sequence 


gi 


F 


86 gi| 219856863 


6S ribosomal RNA, partial sequence 2888980 28904 
Eubacteriaceae; 


82 gi| 219846775 


3217640 32191 
86 219846587 
al sequenc 
Clostridiales; Cl 
gi| 219846433 
37043 
robiales; 
219846293 


gi 


104 


85 gi 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


kineae; 


82 gi| 219846235 


6S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteriales; Flammeovirgac 


82 gi| 219846218 


4006528 40080 
82 219846155 
1 sequence 
a; Sphi 


gi 
Sphingobacteri 
82 gi 


Sphingobacteri 


104 219846107 

equence 

Entomoplasmatales 
gi|219846044 


4235935 42373 


gi 


82 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


101192 Bacteria_16S 


strain W 1471 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


282197 282105 1 


Clostridiales; 


lobacteriaceae 


sequence 


ial sequ 


Sphingobacte 


lavobacter 


ref 


ref 


ref 

teri 
ref 

ence 


Clo 
ref 


ref 


rial 
ref 


iale 


ref 


ref 


eae; 
ref 


ostr 
ref 


Verr 
ref 
ref 
eae; 


ref 


ref 


ref 


ref 


rs 


; Sp 
ref 


1616292 161776 
Cyclobacteriaceae; 


1619338 16208 
ingobacteria 


1620861 16223 


e 1817180 18186 
phingobacter 


1905456 19068 


2422553 24239 


e 3482431 34839 


51 3705819 Prosth 


03 Algoriphagus 
lobacteriaceae 


4095844 40972 
ngobact 


4098796 41001 
; Sphingobact 


160075 41615 


NR_025604.1 
les; 


NR_025603.1 


NR_025602.1 
1 
les; Cycloba 
NR_025601.1 
3 
ales; Cyclob 
NR_025558.1 

168328 
stridiaceae; 
NR_025463.1 
6 
iales; Flexi 
NR_025398.1 
1 
es; Flexibac 
NR_025031.1 
9 
s; Flavobact 
NR_024682.1 


NR_026367.1 


Thermonema. 
NR_026179.1 
3 
idiaceae; Cl 
NR_026024.1 


ucomicrobiac 
NR_025883.1 


sporangiacea 
NR_025825.1 


Roseivirga. 
NR_025808.1 


; Algoriphag 
NR_025745.1 
6 
eriales; Cyc 
NR_025743.1 
7 
eriales; Cyc 
NR_025697.1 
9 
iroplasmatac 
NR_025634.1 


Algoriphagus 
4 Algoriphagus 


Algoriphagus chordae 


87 Algoriphagus chordae Bacteria; 
; Algoriphagus. 


Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Eubacterium budayi 


51 Eubacterium budayi Bacteria; 
Eubacterium. 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Clostridium 
2 Clostridium 
ostridium. 
Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
Crypto 


e; Cryptosporangium. 
Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 
1 85 gi|265679040|ref|NR_029348.1| Treponema 
ain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
Spirochaetales; Spirochaetaceae; Treponema. 
85 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
122905 124298 Cellulomonas hominis Bacteria; 
; Cellulomonadaceae; Cellulomonas. 
93 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 
281272 282767 Eubacterium infirmum Bacteria; 
Eubacteriaceae; Eubacterium. 


101192 Bacteria_ 


taiwanensis strai 
Proteob 


Bacteria; 
101192 Bacteria_ 


strain IS1B 16S r 
P 


Planctomycetes; 


101192 Bacteria_16S 


histaminiformans 
histaminiformans 


101192 Bacteria_16S 
catellatispora st 
catellatispora Ba 
Thermomonosporace 
101192 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


101192 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; 


101192 Bacteria_16S 
15272 16S rib 
Bacteria; Actinob 


DSM 


Aeromicrobium. 


101192 Bacteria_16S 


15470 strain E7.2 
Bacteria; 


thermacidophilum 


Bifidobacteriales 
101192 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
101192 Bacteria_16S 
frigidicarnis str 


frigidicarnis Bac 


101192 Bacteria_16S 
strain O 16S ribo 


F 


Firmicu 
101192 Bacteria_16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


101192 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


101192 Bacteria_16S 


strain IFO 16238 


2658614 2658542 13 85 gi 
NRRL B-3381 16S ribosomal RNA, partial 


Aeromicrobium. 


2838895 2838811 1 85 gi 


somal RNA, partial sequence 2576563 2577940 Cellu 


a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 2837959 28394 


ococcineae; 


219857218 
sequence 
inomycet 


219856898 


lomo 
ref 
ales 


ref 
69 Agromyces bracchium Bacteria; 


nas iranensi 
1llulomonadac 
NR_024846.1 
2657714 265918 
Propioniba 


Ce 


’ 


NR_024717.1 


16S 391429 391345 1 85 gi|265678794|ref|NR_029099.1| Chitinimonas 
n cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
16S 693479 693395 1 85 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
ibosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 
735775 735691 1 85 gi| 265678558 |ref|NR_028862.1| Allisonella 
strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
890190 890106 1 85 gi| 265678451 |ref|NR_028753.1| Actinomadura 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 
1204079 1203995 1 85 gi| 228715356 |ref|NR_027528.1| Collinsella 
13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
1207123 1207039 1 85 gi|228715354|ref|NR_027526.1| Catenibacterium 
97 16S ribosomal RNA, partial sequence 1206179 1207663 Catenibacterium mitsuokai DSM 
irmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 
1280722 1280650 13 85 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
osomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
1329398 13293141 85 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
5 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
tes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
1330952 1330868 1 85 gi|219846082|ref|NR_025672.1| Bifidobacterium 
subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
; Bifidobacteriaceae; Bifidobacterium. 
2464153 2464069 1 85 gi| 219857407 |ref|NR_024995.1| Clostridium 
in DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
2569694 2569610 1 85 gi|219857288|ref|NR_024919.1| Clostridium 
ain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
2577499 2577415 1 85 gi| 219857283 |ref|NR_024914.1| Cellulomonas iranensis 


s Bacteria; 

eae; Cellulomonas. 
Aeromicrobium 

7 Aeromicrobium 

cterineae; 


Agromyces bracchium 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

101192 Bacteria_16S 3330741 3330657 1 85 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
101192 Bacteria_16S 3364418 33643341 85 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 

101192 Bacteria_16S 3411411 34113271 85 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

101192 Bacteria_16S 3415867 3415783 1 85 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 

101192 Bacteria_16S 3708325 3708241 1 85 gi|219846431|ref|NR_026022.1| Prosthecobacter 
vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
101192 Bacteria_16S 3712851 3712779 13 85 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 

101192 Bacteria_16S 3714312 3714240 13 85 gi|219846427|ref|NR_026018.1] Actinoplanes 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


3713443 371485 


3 Actinoplanes 


101192 Bacteria_1 
16S r 


strain 104 


101192 Bacteria_1 
aggregatus strain 
Bacteria; Actinob 


Blastococcus. 


101192 Bacteria_1 


strain RT4. Bl 16 


Firmicutes; 


101192 Bacteria_16S 
yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 
101192 Bacteria_16S 
radiotolerans str 


radiotolerans Bac 
Rubrobacteraceae; 


101192 Bacteria_16S 


Clost 


6S 3745360 3745276 1 85 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 
ibosomal RNA, partial sequence 3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
6S 3840559 3840475 1 85 gi|219846335|ref|NR_025925.1| Blastococcus 
B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
acteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
6S 3880134 3880050 1 85 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
ridia; Clostridiales; Clostridiaceae; Caloramator. 
3918175 3918091 1 85 gi|219846282|ref|NR_025872.1| Spirilliplanes 
rain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Spirilliplanes. 
262554 262455 1 100 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
ain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
teria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacter. 
696540 696437 1 104 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
mal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 


PB90-1 16S riboso: 
Opitutae; Opituta 
101192 Bacteria_16S 


strain DSM 5069 1 
Bacteria; 


Thermot 
101192 Bacteria_16S 
strain 1A-C 16S r 


les; Opitutaceae; Opitutus. 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


101192 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; 


strain P2 16S rib 
Proteobacteria; D 


101192 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


101192 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


101192 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


101192 Bacteria_16S 


strain S1 16S rib 


Sp 
101192 Bacteria_16S 


3979283 3979202 1 82 gi 
16S ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
4095356 4095253 1 103 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
154112 154026 1 87 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
155680 155594 1 87 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
744909 744835 8 82 gi 
bosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
837346 837241 1 107 
osomal RNA, partial sequence 


Flavoba 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


101192 Bacteria_16S 


strain A3.12 16S 


Proteobacteria; D 


101192 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


101192 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


101192 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


101192 Bacteria_16S 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


101192 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


101192 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


2058883 2058780 1 104 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2533728 2533614 1 115 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2922019 2921937 1 82 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2982482 2982372 1 111 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3031020 3030962 1 59 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3066000 3065919 1 82 gi 
ain 1187 16S ribosomal RNA, partial se 
teria; Bacteroidetes; Sphingobacteria; 


’ 


gi 


4218714 4218608 1 107 gi 

in L 46 16S ribosomal RNA, partial seq 

eria; Actinobacteria; Actinobacteridae 

ae; Actinomadura. 

129795 129714 1 82 
ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; 


gi 


2790704 2790601 3 106 gi| 219857123 
6S ribosomal RNA, partial sequence 2789778 27912 
ogae; Thermotogales; Thermotogaceae; Thermotoga. 
3311001 3310899 1 104 gi| 219846713 


3310081 33114 


oc 


D 


ue 


ct 


ne 


s 
ri 


B 


ue 
al 


ue 
ac 


el 


qu 
s 


ue 


, 


219846239 


xi 
219846156 
4094388 40957 


265678960 
153188 15467 
Oxobacter. 
265678959 


idiales; 
265678550 
744001 74541 
eriaceae; 
265678488 
836449 83791 


219878152 


219857355 
2532800 25342 


219856842 


219846935 


219846903 


3030089 30315 


219846878 


219846062 


265678976 
128870 130341 Prevotella dentalis Bacteria; 
Prevotellaceae; 


occineae 


39784 
bacterac 


esulfoba 


nce 
Cc 


bacterin 


equence 
dae; Act 


acteriov 


nce 
es; Euba 
nce 


eae; Chl 


otrichac 


ence 
phingoba 


nce 
Actinomy 


ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 
ref|NR_026305.1| Georgenia muralis 


97 Georgenia muralis Bacteria; 

; Bogoriellaceae; Georgenia. 
ref|NR_025829.1| Cytophaga aurantiaca 
37 3979693 Cytophaga aurantiaca Bacteria; 
eae; Cytophaga. 
ref|NR_025746.1| Desulfofaba fastidiosa 
93 Desulfofaba fastidiosa Bacteria; 
cteraceae; Desulfofaba. 

ref|NR_029268.1| Oxobacter pfennigii 

7 Oxobacter pfennigii Bacteria; 


, 


ref |NR_029267.1 
154728 156242 
lostridiaceae; C 
ref |NR_028854.1 
8 Psychroflexus 
; Psychroflexus. 
ref|NR_028791.1| Nocardia fluminea 
0 Nocardia fluminea Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 
inomycetales; Streptomycineae; 


Clostridium 

Clostridium 
lostridium. 

Psychroflexus tropicus 
tropicus Bacteria; 


ref|NR_024943.1| Peredibacter starrii 
56 Peredibacter starrii Bacteria; 
oracaceae; Peredibacter. 
ref|NR_024661.1| Eubacterium 
2921059 2922566 Eubacterium 
cteriaceae; Eubacterium. 
ref|NR_026527.1| Chlamydophila 
2981577 2983055 Chlamydophila 
amydophila. 
ref|NR_026495.1| Clostridium cocleatum 
77 Clostridium cocleatum Bacteria; 
eae. 
ref |NR_026470.1 
3065078 306652 
cteriales; Flexi 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


ref|NR_025652.1 
4217823 421929 
cetales; Strepto 


Actinomadura 
1 Actinomadura 
sporangineae; 


Prevot 


ref|NR_029284.1| Prevotella dentalis 


ella. 


101192 Bacteria_16S 
49005 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


aichiense strain 


Bacteria; Actinob 


Mycobacterium. 


101192 Bacteria_16S 
strain 358 16S ri 


101192 Bacteria_16S 
rifamycini 
rif 


subsp. 
cremea subsp. 


Streptosporangine 
101192 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; 


strain ATCC 33779 
Bacteroidetes; 


Ba 
101192 Bacteria_16S 


Ba 


227566 


227466 1 102 


gi 


265678911 
nce 22663 
ales; 


Cory 


ref|NR_029219.1| Mycobacterium 
2 228087 Mycobacterium aichiense 
nebacterineae; Mycobacteriaceae; 


230580 230480 1 102 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
bosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
268605 268501 1 106 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
amycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
ae; Thermomonosporaceae; Actinomadura. 
324830 324749 1 82 gi|265678844|ref|NR_029149.1| Prevotella disiens 
-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
326360 326279 1 82 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
327884 327803 1 82 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 


101192 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; 


Bacteroidetes; 
strain DSM 2588 1 
Bacteroidetes; 
Bacteroidetes; 


strain D2-18 16S 
Firmicutes; 


Flavobacteria; Fl 


101192 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


101192 Bacteria_16S 


ATCC 43183 16S ri 
Bacteria; Bactero 


101192 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 


Acidimicrobiaceae; 
101192 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


101192 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


101192 Bacteria_16S 
joostei strain LM 


joostei Bacteria; 


101192 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


101192 Bacteria_16S 


strain M384 16S r 
Bacteroidetes; Ba 


101192 Bacteria_16S 
strain Loup-1 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; Ba 


Ba 
101192 Bacteria_16S 
formicigenes stra 
formicigenes Bact 
101192 Bacteria_16S 
strain B14 16S ri 
Ba 
101192 Bacteria_16S 


Sp 
101192 Bacteria_16S 
strain II-2 16S r 
Sp 
101192 Bacteria_16S 


Clost 
101192 Bacteria_16S 
aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 
101192 Bacteria_16S 
AT1047 16S riboso 


bosomal RNA, 


979544 


ridia; 


, 


avobacteria; 


bosomal RNA, 
idetes; 


’ 


cteroidia; 


eria; 


cteroidia; 


cteroidia; 


hingobacteria; 


1295938 1295857 1 


Bacteroidia; 
1361369 1361281 14 
10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 
1392954 1392853 3 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1786050 1785969 1 
16S ribosomal RNA, partial sequence 
Bacteroidales; 
1920007 1919926 1 

G 18212 16S ribosomal RNA, partial seque 
Bacteroidetes; 
1921515 19214341 
in LMG 13028 16S ribosomal RNA, partia 
Bacteroidetes; 


2046578 2046497 1 
ibosomal RNA, partial sequence 
Bacteroidales; 
2394350 2394269 1 


S ribosomal RNA, partial sequence 


partial sequence 


979463 1 82 


ibosomal RNA, partial sequence 
hingobacteria; 
1104087 1103975 1 
ribosomal RNA, partial sequence 
Clostridiales; 
1110179 1110096 1 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; 
Collinsella. 
1273431 12733501 
mal RNA, partial sequence 
avobacteriales; 
1274853 1274772 1 
ribosomal RNA, partial sequence 


Sphingobacterial 
114 
85 
Coriobacte 
82 


Flavobacteriace 
82 


Flavobacteriales; 
82 
partial sequence 
Bacteroida 


103 
comple 


104 


82 


82 


Flavobacteria; 
82 


Flavobacte 
82 


Prevo 
82 


326926 32843 


728785 73027 


Sphingobacteriales; Chi 


gi 


tinophagac 
265678391 


978631 98004 


es; 
gi 


Sap 


265678306 


1103152 11046 


1273959 12753 


rospiracea 


5 Prevotella oulorum Bacteria; 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
417715 417614 3 104 gi|265678776|ref|NR_029081.1| Tepidibacter 

in DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 

eria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
729752 729671 1 82 gi|265678562|ref|NR_028866.1| Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
941116 941035 1 82 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
6S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 


eae; Chitinophaga. 

ref |NR_028693.1| Lewinella cohaerens 
8 Lewinella cohaerens Bacteria; 

e; Lewinella. 
ref|NR_028608.1 
21 Mogibacterium 


Mogibacterium pumilum 
pumilum Bacteria; 


Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
gi|265678302|ref|NR_028604.1| Collinsella 
sequence 1109258 1110720 Collinsella 

ridae; Coriobacteriales; Coriobacterineae; 

gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 

ae; Sejongia. 

gi|219846219|ref|NR_025809.1| Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Flavobacteriaceae; Sejongia. 
gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
1295007 1296348 Bacteroides stercoris ATCC 43183 

les; Bacteroidaceae; Bacteroides. 
gi|228719712|ref|NR_027584.1| Acidimicrobium 

te sequence 1360461 1361925 Acidimicrobium ferrooxidans 

idimicrobiales; Acidimicrobineae; 
gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 


1392046 13934 


gi 


Porphyromonada 


gi 


Flavoba 


gi 
ria; Fl 


gi 


219878345 
17851 
ceae; 
219878248 
nce 
cteriales; 
219878247 
1 sequence 
avobacteri 


219878161 


2045623 20471 


tellace 
gi 


ae; Prevot 
219857464 


Po 


Dy 


92 Mycoplasma crocodyli MP145 Bacteria; 


Dysgonomonas mossii 
omonas mossii Bacteria; 


ref|NR_025484.1 
30 1786580 Dysgon 
sgonomonas. 
ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 

1920604 192206 
ales; Flavobacte 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 
1 Chryseobacterium 
riaceae; 


, 


ref|NR_025300.1| Prevotella albensis 
17 Prevotella albensis Bacteria; 

ella. 
ref|NR_025052.1 


Porphyromonas gulae 


2393419 2394884 Porphyromonas gulae Bacteria; 
Porphyromonadaceae; 


rphyromonas. 


101192 Bacteria_16S 
strain EPSA11 16S 
Ba 
101192 Bacteria_16S 


Bacteroidetes; 


strain EHS11 16S 
Bacteroidetes; 


strain 1145589 16 
Bacteroidetes; 


strain 10371 16S 
Bacteroidetes; 


strain ATCC 51270 
Bacteria; 


strain VPB 4875 1 
Bacteroidetes; 


cangingivalis Bac 


101192 Bacteria_16S 
strain B422 16S r 
Ba 
101192 Bacteria_16S 
strain 1066 16S r 


Bacteroidetes; 


Ba 
101192 Bacteria_16S 


Ba 
101192 Bacteria_16S 


Ba 
101192 Bacteria_16S 


Bactero 
101192 Bacteria_16S 


Ba 
101192 Bacteria_16S 
cangingivalis str 


2700561 2700480 1 82 

ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2702101 2702020 1 82 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3016001 3015920 1 82 gi 


gi 


ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3409863 3409782 1 82 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
3547439 3547358 1 82 


Po 
gi 


cteroidia; Bacteroidales; 


3548971 3548890 1 


Porphyromona 
82 gi 


Bac 
gi 


teria; Bacteroidetes; Bacteroidia; 
3573281 3573200 1 82 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3615995 3615895 1 102 gi 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


101192 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; 


strain 7728-L6C 1 
Bacteroidetes; 


strain ATCC 29147 
Bacteroidetes; Ba 


101192 Bacteria_16S 


strain Y12-2 16S 


Ba 
101192 Bacteria_16S 


Ba 
101192 Bacteria_16S 


3864810 3864729 1 82 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3866328 3866247 1 82 gi 
cteroidia; Bacteroidales; Porphyromona 
3867853 3867772 1 82 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
4226360 4226279 1 82 gi 
ribosomal RNA, partial sequence 


2699606 27010 


2701149 27026 


S ribosomal RNA, partial sequence 3015068 30165 
cteroidia; Bacteroidales; Porphyromonadaceae; Dy 
3145547 3145466 1 82 gi| 219846825 


3144616 31460 


6S ribosomal RNA, partial sequence 3546505 35479 


ain VPB 4874 16S ribosomal RNA, partia 


3572354 35738 


3615060 36165 


6S ribosomal RNA, partial sequence 3865370 38668 


4225434 42268 


219857188 
ae; Prevot 
219857187 
ae; Prevot 
219846913 


ae; Prevot 
219846638 
34089 
rphyromona 
219846545 


daceae; Po 
219846544 
1 sequence 
teroidales 
219846527 
ae; Prevot 
219846495 


nebacterin 
219846319 
38638 
e; Alistip 
219846318 


daceae; Po 
219846317 
38668 
daceae; Po 
219846051 


ref|NR_024816.1 
ella. 
ref|NR_024815.1 


ella. 
ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 

ref|NR_026417.1 


ella. 
ref|NR_026230.1 
32 3410401 Porphy 
daceae; Porphyro 
ref|NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref|NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_026119.1 


ella. 
ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_025909.1 
52 3865319 Alisti 
es. 
ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025907.1 
93 3868368 Porphy: 
rphyromonas. 
ref|NR_025641.1 


Prevotella salivae 


98 Prevotella salivae Bacteria; 


Prevotella shahii 


38 Prevotella shahii Bacteria; 


Dysgonomonas gadei 


gadei Bacteria; 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


Porphyromonas catoniae 
romonas catoniae 
monas. 

Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Alistipes putredinis 
pes putredinis Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

101192 Bacteria_16S 12869 12785 A 85 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

101192 Bacteria_16S 15915 15831 1 85 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

101192 Bacteria_16S 34353 34269 1 85 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 

101192 Bacteria_16S 181500 181408 1 93 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

101192 Bacteria_16S 186178 186087 1 93 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

101192 Bacteria_16S 216972 216880 1 93 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

101192 Bacteria_16S 279238 279182 3 59 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

101192 Bacteria_16S 1098045 1097961 1 85 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

101192 Bacteria_16S 1166233 1166142 1 93 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

101192 Bacteria_16S 1178326 1178242 1 85 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

101192 Bacteria_16S 1632364 1632280 1 85 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 


inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 


Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 


101192 Bacteria_ 
strain MK405 16S 
Tenericutes; Moll 
101192 Bacteria_ 
strain 105 16S ri 
Tenericutes; Moll 
101192 Bacteria_ 
phocicerebrale st 
phocicerebrale Ba 
101192 Bacteria_ 
gottschalkii stra 
gottschalkii Bact 


Anaerobranca. 


101192 Bacteria_ 
viterbiensis stra 
viterbiensis Bact 
101192 Bacteria_ 
strain 3T 16S rib 
Tenericutes; Moll 
101192 Bacteria_ 
strain 383 16S ri 
Tenericutes; Moll 
101192 Bacteria_ 


strain H/T1 16S 


Tenericutes; Moll 
101192 Bacteria_ 
strain DC333 16S 
Tenericutes; Moll 
101192 Bacteria_ 
strain TB 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
101192 Bacteria_ 


strain PG13 16S 


Tenericutes; Moll 
101192 Bacteria_ 


strain CH20247 1 


Tenericutes; Moll 
101192 Bacteria_ 


strain M432/72 1 


Tenericutes; Moll 
101192 Bacteria_ 


strain 1219 16S 


Tenericutes; Moll 
101192 Bacteria_ 


nitritogenes stra 
nitritogenes Bact 


cylindrosporum st 
cylindrosporum Ba 


101192 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; 


101192 Bacteria_ 
strain UIA 16S ri 


Tenericutes; Mol 


101192 Bacteria_ 


verrucosospora Ss 


verrucosospora Ba 


Thermomonosporac 


101192 Bacteria_ 


rugatobispora st 
rugatobispora Ba 
Thermomonosporac 


101192 Bacteria_ 


luteofluorescens 
luteofluorescens 
Thermomonosporac 


101192 Bacteria_ 


libanotica strai 
libanotica Bacte 
Thermomonosporac 


101192 Bacteria_ 


16S 2201596 2201540 3 59 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

16S 2279355 2279299 3 59 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

16S 2282377 2282321 3 59 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
16S 2397294 23972101 85 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


gi 


16S 2406439 2406355 1 85 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
16S 2477731 2477675 3 59 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2479203 2479147 3 59 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2480712 2480656 3 59 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2482222 2482166 3 59 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2485245 2485189 3 59 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
16S 2486764 2486708 3 59 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2488277 2488221 3 59 gi 
6S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2489790 2489734 3 59 gi 
6S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2491301 2491245 3 59 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2886858 2886774 1 85 gi 


219857598 


2200688 22021 


219857547 


2278443 22799 


219857545 
equence 
la 
219857462 
uence 
iales; 


219857456 
1 
iales; 
219857398 


2476824 24782 


219857397 


2478295 24797 


219857396 


2479798 24812 


219857395 


2481316 24827 


219857393 


2484337 24857 


219857392 


2485849 24873 


219857391 


2487368 24888 


219857390 


2488881 24903 


219857389 


2490394 24918 


219856865 


smatacea 


Clo 


sequence 
Clo 


eria; 
101192 Bacteria_16S 


cteria; 


Firmicutes; 
3034082 3033990 1 


Firmicutes; 
3043264 3043181 1 


in JCM 6485 16S ribosomal RNA, partial 
Clostridia; 


93 


rain HC-1 16S ribosomal RNA, partial s 
Clostridia; 


85 


ibosomal RNA, partial sequence 


Clostrid 


Clostr 


sequence 
iales; Eub 
219846900 
equence 

idiales; C 
gi|219846894 
3042319 30437 


gi 


Deltaproteobacteria; Desulfovibrionales 
16S 3690308 3690252 3 59 gi 
bosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 
16S 3724921 3724838 1 85 gi 
train A-184 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
eae; Actinomadura. 

16S 3726382 3726299 1 85 gi 
ain IFO 14382 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterida 
eae; Actinomadura. 

16S 3729289 3729206 1 85 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
eae; Actinomadura. 

16S 3730744 3730661 1 85 gi 
IFO 14095 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 

eae; Actinocorallia. 


r 


n 


al 
e; 


id 


Ac 


’ 


219846444 


3689398 36908 


219846418 
sequence 
ae; Acti 


: no 


219846417 
sequenc 
Actin 


219846415 
1 sequence 
ae; Acti 


219846414 
sequence 
tinomyce 


16S 3732201 3732118 1 85 gi 


Desulfov 


omycet 


ref |NR_025186.1 


ref|NR_025135.1 


ref |NR_025133.1 
2281465 228293 
e; Mycoplasma. 
ref|NR_025050.1 
2396386 239781 
stridiales Famil 


ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_024986.1 


ref |NR_024985.1 


ref|NR_024984.1 


ref|NR_024983.1 


ref|NR_024981.1 


ref|NR_024980.1 


ref |NR_024979.1 


ref |NR_024978.1 


ref|NR_024977.1 


ref|NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref|NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref|NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref|NR_026035.1 


ref|NR_026009.1 
3724040 372545 
mycetales; Strep 


ref|NR_026008.1 
e 3725501 372690 
ales; Strept 


ref|NR_026006.1 
3728410 372981 
nomycetales; Str 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


219846413 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma 
0 Mycoplasma 


Anaerobranca 
8 Anaerobranca 
y XIV. 


Caloramator 


6 Caloramator 
oramator. 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Eubacterium 


Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 


Incertae Sedis; 


Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


8 Eubacterium 

acterium. 

Clostridium 

4 Clostridium 
lostridium. 
Desulfovibrio zosterae 
zosterae Bacteria; 


ulfovibrio. 
Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 
orangineae; 


ref |NR_026004.1 


strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 


Actinomadura coerulea 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


101192 Bacteria_16S 


strain IFO 14094 


strain IFO 14745 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


101192 Bacteria_16S 
acidophilum strai 
Bacteria; Aquific 
101192 Bacteria_16S 
tainanensis strai 
Proteob 
101192 Bacteria_16S 
strain P43/6/78 1 
Spi 
101192 Bacteria_16S 


Bacteria; 


Spirochaetes; 


strain Kol5a 16S 


Aquificae; Aquifi 
101192 Bacteria_16S 
strain 9A01 16S r 
G 
101192 Bacteria_16S 
strain B2 16S rib 
G 
101192 Bacteria_16S 
16S ribosomal 
Gammaproteobacter 
101192 Bacteria_16S 
strain BARC318 16 
Tenericutes; Moll 
101192 Bacteria_16S 
strain HI 11/12 1 
Bacteria; Aquific 
101192 Bacteria_16S 
strain 4-0 16S ri 


Proteobacteria; 


Proteobacteria; 


VR1 


3743894 37438111 85 gi 


3748284 3748200 1 85 gi 


3752855 3752799 3 59 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758903 3758847 3 59 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3799579 3799523 3 59 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3824029 3823946 1 85 gi 


gi 


Bacteria; Proteobacteria; 


3957214 39571301 85 gi 


4101166 4101082 1 
n S1 16S ribosomal RNA, 


85 gi 


4188455 41883711 85 gi 


291382 291279 1 104 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 

747703 747602 1 104 


gi 


gi 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
982569 982466 1 104 gi 


icutes; Entomoplasmatales; 
1231249 1231146 1 

6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1781597 1781495 1 104 gi 
bosomal RNA, partial sequence 


104 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


101192 Bacteria_16S 
strain 852 16S ri 
Tenericutes; Moll 
101192 Bacteria_16S 
caldilitoris stra 
caldilitoris Bact 
101192 Bacteria_16S 
subterraneus stra 
subterraneus Bact 
101192 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 
101192 Bacteria_16S 
strain LX 16S rib 
Tenericutes; Moll 
101192 Bacteria_16S 
strain S-16 16S r 
Tenericutes; Moll 
101192 Bacteria_16S 
strain A288 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


2280871 2280788 3 86 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

2690115 2690012 1 104 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
2823770 2823667 1 104 gi 


gi 


eria; Aquificae; Aquificales; Aquifica 
2996164 2996061 1 104 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3786010 3785927 3 86 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
274689 274635 3 57 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


405252 405147 1 107 gi 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 


Stre 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
101192 Bacteria_16S 
strain 275c 16S r 
Tenericutes; Moll 
101192 Bacteria_16S 
strain PG51 16S r 
Tenericutes; Moll 
101192 Bacteria_16S 
strain PS6 16S ri 
Tenericutes; Moll 
101192 Bacteria_16S 
strain 536 16S ribosomal RNA, complete 
Gammaproteob 


Stre 


3751943 37534 


3757993 37594 


3798661 38001 


n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 


complete seque 
acteria; Betaproteobacteria; Neisseria 


6S ribosomal RNA, partial sequence 4187537 41889 
rochaetales; Brachyspiraceae; Brachysp 


290399 29196 


ibosomal RNA, partial sequence 746844 74816 
ammaproteobacteria; Pseudomonadales; Moraxellace 
753203 753102 1 104 gi| 265678544 
osomal RNA, partial sequence 752344 75366 
ammaproteobacteria; Pseudomonadales; Moraxellace 
769900 769821 1 q9 gi| 265678533 


768965 770424 Vibri 
S ribosomal RNA, complete sequence 981620 98314 
Entomoplasmataceae; 
complete sequence 1230306 12317 


1780670 17821 


2279959 22814 


in HGP1 16S ribosomal RNA, partial seque 


3785096 37865 


273748 27524 


219846405 


ptosporang 
219846402 


pt 
219846397 


219846393 


219846363 


219846347 
sequence 
acteria; P 
219846254 
ence 39562 
nobaculum. 
219846152 
nce 41002 
les; Neiss 
219846084 


ita. 
265678866 


265678548 


265678389 


E 
219878275 


rinis. 
219878349 


ococcineae 
219857546 


219857196 
quence 

ceae; Hydr 
219856908 
nce 

ceae; Hydr 
219846926 
sequence 
icaceae; H 
219846373 


265678877 


osporang 


ref|NR_025996.1 


inea 
ref 


e; Streptos 
NR_025993.1 


inea 
ref 


e; Streptosp 
NR_025988.1 


ref |NR_025984.1 


ref|NR_025954.1 


ref |NR_025938.1 
3823071 382454 
asteurellales; P 


ref |NR_025844.1 
75 3957710 Hydrog 


ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025674.1 


ref |NR_029172.1 


ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028837.1 
o ruber Bacteria 


ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_025414.1 
93 Thermocrinis 


ref |NR_025488.1 


7 Mi 
ref 


crococcaceae 
NR_025134.1 


ref |NR_024824.1 

2689164 269065 
ogenivirga. 
ref |NR_024729.1 

2822817 282431 
ogenobacter. 
ref|NR_026518.1 

2995219 299673 
ydrogenobacter. 
ref|NR_025964.1 


ref|NR_029183.1 


265678785 


Streptosporangineae; Thermomonosporaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 
porangiaceae; Nonomuraea. 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Hydrogenobaculum 
enobaculum acidophilum 


Chitinibacter 
ibacter tainanensis 
ibacter. 

Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Acinetobacter gerneri 
gerneri Bacteria; 
r. 

Acinetobacter baylyi 
baylyi Bacteria; 
Ea 
Vibrio ruber strain 
Proteobacteria; 


, 


Entomoplasma freundtii 


freundtii Bacteria; 


Thermocrinis albus 


albus DSM 14484 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Hydrogenivirga 
5 Hydrogenivirga 


Hydrogenobacter 
3 Hydrogenobacter 


Hydrogenobacter 
2 Hydrogenobacter 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029090.1 


Actinomadura meyerae 


404351 405830 Actinomadura meyerae Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


101192 Bacteria_16S 


2759012 2758954 1 


59 gi 


agariperforans strain KMM 3525 16S ribosomal RNA, parti 


agariperforans Bacteria; 


Reichenbachiella. 
101192 Bacteria_16S 
strain ATCC 43185 
Bacteroidetes; 
101192 Bacteria_16S 
strain ATCC 23391 


Bacteroidia; 


Bacteroidetes; 
3393123 3393042 1 


Bacteroidales; 
288260 288159 3 


Sphingobacteria 


82 gi 


16S ribosomal RNA, partial sequence 
Bacteroidace 


104 gi 


16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


101192 Bacteria_16S 
strain S-743 16S 


101192 Bacteria_16S 


strain PG14 16S ribosomal RNA, partial sequence 


780757 780652 1 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


803806 803705 3 


106 gi 


104 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


101192 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
101192 Bacteria_16S 


1505128 1505043 1 


Firmicutes; Clostridia; 
1623307 1623226 1 


164-47 16S ribosomal RNA, partial seq 


86 gi 
Clostridia 
82 gi 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial s 


stercoricanis Bacteria; 


101192 Bacteria_16S 


strain 128 16S ribosomal RNA, partial sequence 


Proteobacteria; 
2198601 2198500 3 


Betaproteobacte 


104 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


101192 Bacteria_16S 


strain MX9 16S ribosomal RNA, partial sequence 


2200100 2199999 3 


104 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


101192 Bacteria_16S 


strain 486 16S ribosomal RNA, partial sequence 


2204631 2204530 3 


104 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


101192 Bacteria_16S 


2206130 2206029 3 


104 gi 


gallopavonis strain WR1 16S ribosomal RNA, partial sequ 


Bacteria; 
101192 Bacteria_16S 
strain 462/2 16S 


2207643 2207542 3 


ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; My 


104 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


101192 Bacteria_16S 


strain H831 16S ribosomal RNA, partial sequence 


2209158 2209057 3 


104 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


101192 Bacteria_16S 
strain MMP-4 16S 


101192 Bacteria_16S 
strain RG-2C 16S 


101192 Bacteria_16S 
strain BbT2g 16S 
Tenericutes; Moll 
101192 Bacteria_16S 


strain 1340 16S ribosomal RNA, partial sequence 


ribosoma 
Tenericutes; Mollicutes; 


ribosoma 
Tenericutes; Mollicutes; 


ribosoma 
icutes; 


2212185 2212084 3 


2213685 2213584 3 


2215183 2215082 3 


2216683 2216582 3 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


104 gi 


104 gi 
104 gi 


104 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


101192 Bacteria_16S 
termitidis strain 


3379531 3379448 1 


85 gi 


DSM 5308 16S ribosomal RNA, partial s 


termitidis Bacteria; Proteobacteria; Deltaproteobacteri 


Desulfovibrio. 
101192 Bacteria_16S 


3751342 3751241 3 


104 gi 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial se 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycopl 


101192 Bacteria_16S 
strain M165/69 16 
Tenericutes; Moll 
101192 Bacteria_16S 


strain PG43 16S ribosomal RNA, partial sequence 


3754382 3754281 3 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3755897 3755796 3 


104 gi 


104 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


101192 Bacteria_16S 
strain UC/MF 16S 


3780037 3779936 3 


ribosomal RNA, partial sequence 


104 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


101192 Bacteria_16S 


3784537 3784436 3 


104 gi 


leonicaptivi strain 3L2 16S ribosomal RNA, partial sequ 


Bacteria; 
101192 Bacteria_16S 


163238 163155 1 


Tenericutes; Mollicutes; Mycoplasmataceae; My 


85 gi 


219857147 
al sequenc 
; Sphingob 


219846650 
33921 
ae; Bacter 
265678868 
28734 


265678525 


779845 78130 


265678510 


802889 80433 


219846440 
uence 

les; Eubac 
219878461 
equence 
ria; Burkh 
219857600 


2197691 21991 


219857599 


2199190 22006 


219857596 


2203720 22051 


219857595 
ence 22052 
coplasma. 

219857594 


2206719 22081 


219857593 


2208244 22096 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857588 


2215772 22172 


2198466 
equence 
a; Desulfo 


63 


219846398 
quence 
asmataceae 

219846396 


3753459 37549 


219846395 


3754983 37564 


219846377 


3779118 37805 


219846374 
ence 37836 
coplasma. 


ref|NR_024775.1 
e 2758107 275950 
acteriales; 


ref|NR_026242.1 
91 3393612 Bacter 
oides. 
ref|NR_029174.1 
1 288773 Mycopl 


ref|NR_028829.1 
7 Acholeplasma 


ref|NR_028813.1 


Reichenbachiella 
5 Reichenbachiella 


Flammeovirgaceae; 


Bacteroides caccae 
oides caccae Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Acholeplasma axanthum 


axanthum Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


ref |NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref|NR_025600.1 
1622384 162383 
olderiales; Alca 
ref|NR_025188.1 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 

Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


ref|NR_025187.1 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


ref|NR_025184.1 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025182.1 


Mycoplasma 
asma gallopavonis 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


ref|NR_025181.1 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


ref|NR_025179.1 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


ref|NR_025178.1 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


ref|NR_025177.1 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


ref|NR_025176.1 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref|NR_025989.1 

3750418 375189 
+ Mycoplasma. 
ref|NR_025987.1 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


ref|NR_025986.1 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025968.1 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


ref|NR_025965.1 
21 3785045 Mycopl 


265678954 


Mycoplasma 
asma leonicaptivi 


ref|NR_029262.1 


Brevibacterium 


epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


101192 Bacteria_16S 


strain HO14 16S r 


Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi gro 
101192 Bacteria_16S 397515 397432 1 85 gi|265678790|ref|NR_029095.1 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Cellulomonadaceae; Cellulomonas. 

101192 Bacteria_16S 978050 977966 1 85 gi|265678392|ref|NR_028694.1 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpeto 
101192 Bacteria_16S 1338585 1338503 1 85 gi|228721484|ref|NR_027607.1 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


101192 Bacteria_16S 


strain DSM 176 16 
Proteobacteria; 


101192 Bacteria_16S 


lagogenitalium st 


lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycop 
101192 Bacteria_16S 
strain CH 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


101192 Bacteria_16S 
strain E42 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


101192 Bacteria_16S 


equigenitalium st 


equigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 
101192 Bacteria_16S 


strain B1/T1 16S 
Tenericutes; Moll 


101192 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


101192 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 


strain CKK 16S ri 
Tenericutes; Moll 


101192 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


101192 Bacteria_16S 


strain DD 16S rib 
Tenericutes; Moll 


101192 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


101192 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


101192 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


101192 Bacteria_16S 


strain OXB 16S ri 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacte 
101192 Bacteria_16S 726772 726692 2 85 gi|265678564|ref|NR_028868.1 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

101192 Bacteria_16S 746328 746227 1 104 gi| 265678549 |ref|NR_028853.1 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
101192 Bacteria_16S 749078 748977 1 104 gi| 265678547 |ref|NR_028851.1 


strain 4B02 16S r 


Gammaproteobacteria; Thiotrichales; Pis 
101192 Bacteria_16S 


311147 311064 1 85 
ibosomal RNA, partial sequence 


gi 


ain CH34 16S ribosomal RNA, partial sequ 
4 Bacteria; Proteobacteria; 


2210672 2210616 3 59 gi 
icutes; Mycoplasmataceae; Mycoplasma. 
2365535 2365479 3 59 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
2367045 2366989 3 59 gi 
rain T37 16S ribosomal RNA, partial sequ 
la 
2483733 2483677 3 59 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3382616 3382513 1 104 gi 
ATCC 33146 16S ribosomal RNA, complete 
ia; Proteobacteria; Gammaproteobacteria; 


gi 


3384155 3384052 1 104 gi 
16S ribosomal RNA, partial sequence 

ci 
3715837 3715781 3 59 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3792002 3791910 1 93 gi 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
3858696 3858640 3 59 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3884847 3884791 3 59 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


265678853 
310195 31168 


ence 


Betaproteobacteria; 


2025158 2025074 1 85 gi| 219878179 |ref|NR_025318.1 

S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

2203118 2203062 3 59 gi| 219857597 |ref|NR_025185.1 

rain 12MS 16S ribosomal RNA, partial sequence 2202199 220366 
lasmataceae; Mycoplasma. 


219857592 
2209746 22112 


219857483 
2364627 23660 


219857482 


ence 


smataceae; 
219857394 
2482825 24842 


219846661 
sequence 
Thiotrichal 


219846660 

33832 
ricketts 
219846426 
3714904 37163 


219846369 
3791066 37925 


aceae; 


219846323 
3857775 38592 


219846306 
3883911 38853 


4107258 4107166 1 93 gi 
ibosomal RNA, partial sequence 


241497 241393 1 107 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


267129 267027 1 104 
bosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 


219846148 
4106362 41078 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678901 
240595 24207 
rkholderiaceae; 


265678882 
266185 26767 


ref |NR_029159.1 


1337638 133913 
Burkholderiales; 


ref |NR_025180.1 


ref|NR_025071.1 


ref|NR_025070.1 
2366137 236759 
Mycoplasma. 


ref|NR_024982.1 


NR_026253.1 
3381669 338315 
Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026017.1 


ref|NR_025960.1 
55 Acholeplasma 
Acholeplasma. 

ref|NR_025913.1 


ref 


NR_025896.1 


ref|NR_025738.1 
18 Acholeplasma 


eplasma. 
ref |NR_029209.1 
2 Burkholderia 


Burkholder 


ref|NR_029188.1 


Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Cellulomonas 
Cellulomonas 

ccineae; 


Herpetosiphon 
Herpetosiphon 
siphon. 
Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Isochromatium buderi 
buderi Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


es 
Succinispira mobilis 


mobilis Bacteria; 


Acinetobacter tandoii 
tandoii Bacteria; 
r. 


Acinetobacter bouvetii 


748219 749543 Acinetobacter bouvetii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


101192 Bacteria_16S 


strain W1219 16S 


Firmicutes; Erysi 
101192 Bacteria_16S 
spermatophilum st 
spermatophilum Ba 
101192 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


101192 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


101192 Bacteria_16S 
strain PG15 16S r 


Tenericutes; Moll 


101192 Bacteria_16S 
strain R171 16S r 


Tenericutes; Moll 


101192 Bacteria_16S 
strain PG30 16S r 


Tenericutes; Moll 


101192 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


101192 Bacteria_16S 
columbinasale str 


columbinasale Bac 


101192 Bacteria_16S 
strain G122 16S r 


Tenericutes; Moll 


101192 Bacteria_16S 
strain G145 16S r 


Tenericutes; Moll 


101192 Bacteria_16S 
strain E-37 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
101192 Bacteria_16S 
leopharyngis stra 


Bacteria; Teneric 


101192 Bacteria_16S 
strain PU 16S rib 


Tenericutes; Moll 


101192 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


101192 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


101192 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


101192 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


101192 Bacteria_16S 


collagenovorans s 
collagenovorans B 


101192 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


101192 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 


101192 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


101192 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


863104 863001 1 104 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
2368557 2368474 3 86 gi 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
2370039 2369956 3 86 gi 


gi 


se 
la 


265678470 
862181 86365 
elotrichac 
219857481 
quence 

smatacea 
219857480 


ref |NR_028773.1 
eae; Bulleidia. 
ref|NR_025069.1 
2367647 236907 
Mycoplasma. 
NR_025068.1 


e; 
ref 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


ribosomal RNA, partial sequence 2369126 23705 
icutes; Mycoplasmataceae; Mycoplasma. 
2371550 2371467 3 86 gi| 219857479 

ribosomal RNA, partial sequence 2370638 23720 
icutes; Mycoplasmataceae; Mycoplasma. 


ref 


NR_025067.1 
93 Mycoplasma opalescens Bacteria; 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376076 2375993 3 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377589 2377506 3 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379097 2379014 3 86 gi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3691821 3691738 3 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3717275 37171901 86 gi 
ibosomal RNA, partial sequence 


3783056 3782973 3 86 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3787495 3787412 3 86 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3857210 3857127 3 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

4145511 4145408 1 104 gi 
ain LD-1B 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
4147076 4146973 1 104 gi 
ain PUP-1 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
11278 11212 1 67 gi 
rain 16910a 16S ribosomal RNA, complet 
cteria; Proteobacteria; Deltaproteobac 


187701 187639 24 86 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
239911 239807 1 107 gi 
2327 16S ribosomal RNA, partial seque 


981026 980945 1 85 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 


2373059 2372976 3 86 gi|219857478|ref|NR_025066.1 
ibosomal RNA, partial sequence 2372144 23736 
icutes; Mycoplasmataceae; Mycoplasma. 

2374565 2374482 3 86 gi| 219857477 |ref|NR_025065.1 


2373653 23751 


ain 694 16S ribosomal RNA, partial sequence 2378183 237964 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2380603 2380520 3 86 gi|219857473|ref|NR_025061.1 


2379691 23811 


ho 


en 
co 


pl 


nce 


acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
cia complex. 

320077 319963 1 115 gi| 265678847 |ref|NR_029152.1 
ibosomal RNA, partial sequence 319228 320640 Acholeplasma 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678390 


ce 


2072663 2072581 1 82 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 


ae; 


219857476 
2375159 23766 


219857475 
2376676 23781 


219857474 


219846443 
3690909 36923 


219846425 
3716418 37177 
dobacter 
219846375 
ce 37821 
plasma. 

219846372 
3786577 37880 


219846324 
3856288 38577 


219846117 
equence 

asmatale 
219846116 
equence 

plasmatale 
265679056 
e sequence 
teria; 


265678938 
quence 
ridiales; 
265678902 


obacterale 
219878142 


ref |NR_025064.1 


ref|NR_025063.1 


ref |NR_025062.1 


ref|NR_026034.1 


ref|NR_026016.1 
aceae; Sagittula 
ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025963.1 


ref |NR_025914.1 


ref|NR_025707.1 
4144567 414608 
s; Spiroplasmata 
ref|NR_025706.1 
4146134 414764 
s; Spiroplasmata 
ref |NR_029364.1 
10342 11910 
ulfovibrionales 


Des ; 


ref |NR_029246.1 

186799 188298 
Clostridiaceae; 
ref|NR_029210.1 


239017 240544 Burkho 


eplasma. 
ref|NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 


98009 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 


Mycoplasma 
asma leopharyngis 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Clostridium 
Clostridium 
Clostridium. 
Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Acholeplasma palmae 


palmae Bacteria; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Prevotella enoeca 


ref|NR_025281.1 
2071729 2073175 Prevot 
Prevotella. 


ella enoeca Bacteria; 


101192 Bacteria_16S 298925 298833 1 93 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
101192 Bacteria_16S 349329 349215 1 117 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

101192 Bacteria_16S 1105617 1105537 1 82 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

101192 Bacteria_16S 2888383 2888306 1 78 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

101192 Bacteria_16S 9851 9770 1 85 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

101192 Bacteria_16S 985710 985618 1 93 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 
strain FC 097-2 16S ribosomal RNA, complete sequence 984769 986285 Acholeplasma vituli Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

101192 Bacteria_16S 1008764 1008708 1 57 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 


strain T7 16S rib 
Firmicutes; Bacil 


osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


101192 Bacteria_16S 2311002 2310920 1 85 gi|219857522|ref|NR_025110.1 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

101192 Bacteria_16S 2474741 2474657 1 85 gi|219857400|ref|NR_024988.1 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 2473825 247526 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
101192 Bacteria_16S 2476236 2476152 1 85 gi|219857399|ref|NR_024987.1 


strain 4822 16S r 
Tenericutes; Moll 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


1007814 10092 


2475319 24767 


65 Bacillus edaphicus Bacteria; 


Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


101192 Bacteria_16S 300442 300359 3 86 gi|265678860|ref|NR_029166.1| Mycoplasma 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

101192 Bacteria_16S 750453 750352 1 104 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

101192 Bacteria_16S 959759 959670 2 87 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

101192 Bacteria_16S 975136 975055 1 82 gi|265678394|ref|NR_028696.1| Lewinella persicus 
strain T-3 16S ribosomal RNA, partial sequence 974224 975642 Lewinella persicus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

101192 Bacteria_16S 2389784 2389699 1 85 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

101192 Bacteria_16S 3757406 3757321 1 85 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

101192 Bacteria_16S 3790463 3790370 1 93 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

101192 Bacteria_16S 4024141 4024060 1 80 gi|219846207|ref|NR_025797.1| Agromyces salentinus 


strain 20-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
101192 Bacteria_16S 3519799 35197151 84 gi 
strain ATCC 33530 16S ribosomal RNA, partial sequence 

Bacteria; Teneric 
101192 Bacteria_16S 
strain 01008 16S 
Tenericutes; Moll 


286779 286720 1 59 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


utes; Mollicutes; Mycoplasmataceae; My 


4023267 40246 


oc 
219846563 
35188 
coplasma. 
265678869 


285875 28729 


; Microbacteriac 
ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_029175.1 


47 Agromyces salentinus Bacteria; 
occineae; 


eae; Agromyces. 
Mycoplasma genitalium 
asma genitalium 


Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


101192 Bacteria_16S 751828 751727 1 104 gi|265678545|ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

101192 Bacteria_16S 968913 968812 1 104 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

101192 Bacteria_16S 3860187 3860128 1 59 gi|219846322|ref|NR_025912.1| Mycoplasma imitans 


strain 4229 16S r 
Tenericutes; Moll 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3859256 3860694 Mycoplasma imitans Bacteria; 


101192 Bacteria_16S 301947 301862 1 85 gi| 265678859 
strain 70-159 16S ribosomal RNA, partial sequence 300996 30245 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
101192 Bacteria_16S 1122383 1122326 3 59 gi|228715451 
serovar 3 str. ATCC 27815 16S ribosomal RNA, partial sequence 

serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollicutes; Myco 


101192 Bacteria_16S 3700806 3700749 3 59 gi| 219846436 
strain D6-1 16S ribosomal RNA, partial sequence 3699882 37013 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

101192 Bacteria_16S 3907914 3907857 3 59 gi| 219846289 
strain FT2-B 16S ribosomal RNA, partial sequence 3906969 39084 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

101192 Bacteria_16S 3909438 3909381 3 59 gi| 219846288 
strain A417 16S ribosomal RNA, partial sequence 3908492 39099 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

101192 Bacteria_16S 3910967 3910910 3 59 gi| 219846287 


canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 


canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


101192 Bacteria_16S 277748 277656 1 93 gi| 265678875 
strain Ben 16S ribosomal RNA, partial sequence 276812 27827 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

101192 Bacteria_16S 1007303 1007248 1 57 gi| 265678373 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 10077 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

101192 Bacteria_16S 1725503 1725424 8 83 gi| 219878391 


strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
101192 Fungi_16S 10082 9976 1 107 gi|219857197 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
101192 Fungi_16S 931 825 1 107 gi| 265678352 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
101192 Fungi_16S 2440 2334 1 107 gi| 265678351 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
101192 Fungi_16S 3978 3872 1 107 gi| 265678350 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
101192 Fungi_16S 5538 5432 1 107 gi| 265678349 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


101192 Fungi_16S 7094 6988 1 107 gi| 265678348 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


101192 Fungi_16S 8596 8490 1 107 gi| 265678342 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
101192 Fungi_16S 11563 11457 1 107 gi|219857175 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Nocardiaceae; Nocardia. 
101192 Archaea_16S 876 827 36 85 gi| 265679008 
zilligii strain Kl 16S ribosomal RNA, partial sequence i. 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfur 
101192 Archaea_16S 27499 27416 3 85 gi| 265678572 
hellenicus strain P8 16S ribosomal RNA, partial sequence 26572 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfur 
101192 Archaea_16S 79591 79508 3 85 gi| 254971321 


ref|NR_029165.1| Mycoplasma pirum 
2 Mycoplasma pirum Bacteria; 


ref|NR_027532.1| Ureaplasma parvum 

1121455 1122893 Ureaplasma parvum 
plasmataceae; Ureaplasma. 
ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


ref|NR_025879.1| Ureaplasma felinum 
41 Ureaplasma felinum Bacteria; 


ref|NR_025878.1| Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 


ref|NR_025877.1] Ureaplasma 
3910020 3911499 Ureaplasma 


ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 


ref|NR_028675.1| Bacillus mucilaginosus 
63 Bacillus mucilaginosus Bacteria; 


ref |NR_025530.1| Comamonas kerstersii 

36 Comamonas kerstersii Bacteria; 

ae; Comamonas. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

mycetales; Corynebacterineae; 


ref|NR_029316.1] Sulfophobococcus 
1463 Sulfophobococcus zilligii 
ococcaceae; Sulfophobococcus. 
ref|NR_028877.1| Staphylothermus 

27943 Staphylothermus hellenicus 
ococcaceae; Staphylothermus. 
ref|NR_028239.1| Thermococcus zilligii 


AN1 16S ribosomal RNA, partial sequence 78682 80132 Thermococcus zilligii Archaea; Euryarchaeota; 


Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 
101192 Archaea_16S 129283 129200 3 85 gi| 254971279 
waiotapuensis WT1l 16S ribosomal RNA, partial sequence 12838 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcac 
101192 Archaea_16S 2376 2327 36 85 gi| 265678992 
strain Ronl2/II 16S ribosomal RNA, partial sequence 1513 2932 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallo 
101192 Archaea_16S 3887 3838 36 85 gi| 265678906 
strain Hvv3, DSM 2475 16S ribosomal RNA, partial sequence 2983 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermofilaceae; The 
101192 Archaea_16S 15661 15612 36 85 gi| 265678754 
helgesonii strain PI1 16S ribosomal RNA, partial sequence 14826 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcac 


ref|NR_028197.1] Thermococcus 
7 129829 Thermococcus waiotapuensis 


eae; Thermococcus. 

ref|NR_029300.1| Metallosphaera prunae 
Metallosphaera prunae Archaea; 

sphaera. 

ref|NR_029214.1| Thermofilum pendens 
4491 Thermofilum pendens Archaea; 

rmofilum. 


ref|NR_029059.1] Palaeococcus 
16263 Palaeococcus helgesonii 
eae; Palaeococcus. 


101192 Archaea_16S 17192 17143 36 85 gi|265678750|ref|NR_029055.1| Thermococcus aegaeus 


strain P5 16S ribosomal RNA, partial sequence 16314 17766 Thermococcus aegaeus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

101192 Archaea_16S 18688 18639 36 85 gi| 265678749 |ref|NR_029054.1| Pyrococcus horikoshii 
strain JA-1 16S ribosomal RNA, partial sequence 17817 19270 Pyrococcus horikoshii Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 

101192 Archaea_16S 20149 20100 36 85 gi|265678748|ref|NR_029053.1| Pyrococcus glycovorans 
strain AL585 16S ribosomal RNA, partial sequence 19321 20728 Pyrococcus glycovorans Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 

101192 Archaea_16S 23107 23058 36 85 gi|265678632|ref|NR_028937.1| Archaeoglobus 


profundus strain AV18 16S ribosomal RNA, partial sequence 22211 23710 Archaeoglobus profundus 
Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

101192 Archaea_16S 24583 24534 36 85 gi|265678616|ref|NR_028921.1| Pyrobaculum 
arsenaticum strain PZ6 16S ribosomal RNA, partial sequence 23761 25140 Pyrobaculum arsenaticum 
Archaea; Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Pyrobaculum. 


101192 Archaea_16S 26054 26005 36 85 gi|265678611|ref|NR_028916.1| Ignicoccus pacificus 
strain LPC33 16S ribosomal RNA, partial sequence 25191 26521 Ignicoccus pacificus Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Ignicoccus. 

101192 Archaea_16S 37579 37530 36 85 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 
strain IC-059 16S ribosomal RNA, partial sequence 36706 38182 Vulcanisaeta souniana Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Vulcanisaeta. 

101192 Archaea_16S 63185 63136 36 85 gi|254971333|ref|NR_028251.1| Thermococcus 


guaymasensis TYS 16S ribosomal RNA, partial sequence 62331 63629 Thermococcus guaymasensis Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 
101192 Archaea_16S 64519 64462 36 93 gi|254971332|ref|NR_028250.1| Methanothermobacter 
thermophilus M 16S ribosomal RNA, partial sequence 63680 65111 Methanothermobacter thermophilus 

Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 
101192 Archaea_16S 66018 65961 36 93 gi|254971331|ref|NR_028249.1| Methanothermobacter 
thermoflexus IDZ 16S ribosomal RNA, partial sequence 65162 66615 Methanothermobacter thermoflexus 

Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 


101192 Archaea_16S 67529 67472 36 93 gi|254971330|ref|NR_028248.1| Methanothermobacter 
defluvii ADZ 16S ribosomal RNA, partial sequence 66666 68110 Methanothermobacter defluvii Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 

101192 Archaea_16S 70533 70484 36 85 gi|254971328|ref|NR_028246.1| Acidianus brierleyi 


DSM 1651 16S ribosomal RNA, partial sequence 69647 71106 Acidianus brierleyi Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 
101192 Archaea_16S 76547 76490 36 93 gi|254971323|ref|NR_028241.1| Methanothermobacter 
thermautotrophicus Marburg 16S ribosomal RNA, partial sequence 75671 77152 Methanothermobacter 
thermautotrophicus Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; 
Methanothermobacter. 
101192 Archaea_16S 102063 102014 36 85 gi|254971304|ref|NR_028222.1| Metallosphaera 
hakonensis H01-1 16S ribosomal RNA, partial sequence 101190 102650 Metallosphaera hakonensis Archaea; 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallosphaera. 


101192 Archaea_16S 111168 111119 36 85 gi|254971298|ref|NR_028216.1| Thermococcus 
kodakarensis KOD1 16S ribosomal RNA, partial sequence 110290 111787 Thermococcus kodakarensis KOD1 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

101192 Archaea_16S 130737 130688 36 85 gi|254971278|ref|NR_028196.1| Thermococcus stetteri 
K-3 16S ribosomal RNA, partial sequence 129880 131321 Thermococcus stetteri Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

101192 Archaea_16S 132230 132181 36 85 gi|254971277|ref|NR_028195.1| Thermococcus siculi 
RG-20 16S ribosomal RNA, partial sequence 131372 132813 Thermococcus siculi Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

101192 Archaea_16S 133727 133678 36 85 gi|254971276|ref|NR_028194.1| Thermococcus profundus 


DT5432 16S ribosomal RNA, partial sequence 132864 134310 Thermococcus profundus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 
101192 Archaea_16S 135221 135172 36 85 gi|254971275|ref|NR_028193.1| Thermococcus 
peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 134361 135805 Thermococcus peptonophilus JCM 
9653 Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 


101192 Archaea_16S 136712 136663 36 85 gi|254971274|ref|NR_028192.1| Thermococcus pacificus 
P-4 16S ribosomal RNA, partial sequence 135856 137291 Thermococcus pacificus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

101192 Archaea_16S 138203 138154 36 85 gi|254971273|ref|NR_028191.1| Thermococcus 


gorgonarius W-12 16S ribosomal RNA, partial sequence 137342 138786 Thermococcus gorgonarius Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 


101192 Archaea_16S 156089 156040 36 85 gi|254971261|ref|NR_028179.1| Thermococcus 
thioreducens OGL-20P 16S ribosomal RNA, partial sequence 155248 156699 Thermococcus thioreducens 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

101192 Archaea_16S 175506 175449 36 93 gi|254971248|ref|NR_028166.1| Archaeoglobus infectus 
Arc51 16S ribosomal RNA, partial sequence 174670 176081 Archaeoglobus infectus Archaea; 
Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

101192 Archaea_16S 190389 190340 36 85 gi|254971236|ref|NR_028154.1| Thermococcus 


acidaminovorans AEDII10 16S ribosomal RNA, partial sequence 189527 190952 Thermococcus acidaminovorans 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 


101192 Archaea_16S 197832 197783 36 85 gi|254971231|ref|NR_028149.1| Palaeococcus 
ferrophilus DMJ 16S ribosomal RNA, partial sequence 196978 198386 Palaeococcus ferrophilus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

101192 Archaea_16S 208183 208134 36 85 gi|219857171|ref|NR_024799.1| Caldisphaera 
lagunensis strain IC-154 16S ribosomal RNA, partial sequence 207306 208771 Caldisphaera 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldisphaerales; Caldisphaeraceae; Caldisphaera. 

101192 Archaea_16S 211232 211183 36 85 gi| 219846343 |ref|NR_025933.1| Pyrodictium occultum 
strain PL-19 16S ribosomal RNA, complete sequence 210342 211838 Pyrodictium occultum Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Pyrodictiaceae; Pyrodictium. 

101192 Archaea_16S 21666 21617 36 85 gi|265678650|ref|NR_028955.1| Ignicoccus hospitalis 
strain Kin4-I 16S ribosomal RNA, partial sequence 20779 22160 Ignicoccus hospitalis Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Ignicoccus. 

101192 Archaea_16S 28848 28791 36 93 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 
indicus strain SL43 16S ribosomal RNA, partial sequence 27994 29402 Methanocaldococcus indicus 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

101192 Archaea_16S 31779 31730 36 85 gi| 265678527 |ref|NR_028831.1| Archaeoglobus 
veneficus strain SNP 6 16S ribosomal RNA, partial sequence 30898 32348 Archaeoglobus veneficus 
Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

101192 Archaea_16S 34678 34621 36 93 gi|265678399|ref|NR_028701.1| Methanocaldococcus 
vulcanius strain M7 16S ribosomal RNA, partial sequence 33808 35231 Methanocaldococcus vulcanius 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

101192 Archaea_16S 36139 36082 36 93 gi|265678344|ref|NR_028646.1| Methanotorris 
formicicus strain Mc-S-70 16S ribosomal RNA, partial sequence 35282 36655 Methanotorris 
formicicus Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanotorris. 
101192 Archaea_16S 72030 71981 36 85 gi|254971327|ref|NR_028245.1| Acidianus infernus 
So4a 16S ribosomal RNA, partial sequence 71157 72584 Acidianus infernus Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

101192 Archaea_16S 103574 103525 36 85 gi|254971303|ref|NR_028221.1| Acidianus ambivalens 
LEI 10 16S ribosomal RNA, partial sequence 102701 104162 Acidianus ambivalens Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

101192 Archaea_16S 188944 188887 36 93 gi|254971237|ref|NR_028155.1| Methanothermococcus 
okinawensis IH1 16S ribosomal RNA, partial sequence 188085 189476 Methanothermococcus okinawensis 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanothermococcus. 

101192 Archaea_16S 85467 85423 36 80 gi|254971317|ref|NR_028235.1| Thermoplasma 
acidophilum 122-1B2 16S ribosomal RNA, partial sequence 84597 86067 Thermoplasma acidophilum 
Archaea; Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

101192 Archaea_16S 147068 147024 36 80 gi|254971267|ref|NR_028185.1| Thermoplasma volcanium 
GSS1 16S ribosomal RNA, partial sequence 146236 147646 Thermoplasma volcanium Archaea; 
Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

101192 Archaea_16S 12773 12727 36 82 gi| 265678817 |ref|NR_029122.1| Methanococcoides 
alaskense strain AK-5 16S ribosomal RNA, partial sequence 11948 13316 Methanococcoides alaskense 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanococcoides. 

101192 Archaea_16S 75016 74970 36 82 gi|254971324|ref|NR_028242.1| Methanosaeta concilii 
Opfikon 16S ribosomal RNA, partial sequence 74149 75620  Methanosaeta concilii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 

101192 Archaea_16S 81052 81006 36 82 gi|254971320|ref|NR_028238.1| Methanolobus taylorii 
GS-16 16S ribosomal RNA, partial sequence 80183 81601 Methanolobus taylorii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanolobus. 

101192 Archaea_16S 82521 82475 36 82 gi|254971319|ref|NR_028237.1| Methanolobus 
oregonensis WAL1 16S ribosomal RNA, partial sequence 81652 83071 Methanolobus oregonensis Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanolobus. 

101192 Archaea_16S 151547 151501 36 82 gi|254971264|ref|NR_028182.1| Methanosarcina 
semesiae MD1 16S ribosomal RNA, partial sequence 150703 152151 Methanosarcina semesiae Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanosarcina. 

101192 Archaea_16S 187480 187434 36 82 gi|254971239|ref|NR_028157.1| Methanosaeta 
thermophila PT 16S ribosomal RNA, partial sequence 186632 188034 Methanosaeta thermophila PT Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 

101192 Archaea_16S 203770 203724 36 82 gi|219878164|ref|NR_025303.1| Methanosarcina barkeri 
strain DSM 800 16S ribosomal RNA, partial sequence 202925 204335 Methanosarcina barkeri Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanosarcina. 

101192 Archaea_16S 8282 8233 36 85 gi|265678835|ref|NR_029140.1| Methanococcus aeolicus 
strain Nankai-3 16S ribosomal RNA, partial sequence 7439 8832 Methanococcus aeolicus Archaea; 
Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 

101192 Archaea_16S 9773 9724 36 85 gi| 265678822 |ref|NR_029127.1| Sulfolobus 
solfataricus strain IFO 15331 16S ribosomal RNA, partial sequence 8883 10377 Sulfolobus 
solfataricus Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

101192 Archaea_16S 39124 39075 36 85 gi|265678307|ref|NR_028609.1| Sulfolobus tokodaii 
strain 7 16S ribosomal RNA, partial sequence 38233 39727 Sulfolobus tokodaii Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

101192 Archaea_16S 212672 212623 36 85 gi|219846128|ref|NR_025718.1| Methanococcus 
vannielii strain SB 16S ribosomal RNA, partial sequence 211889 213145 Methanococcus vannielii 


Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 


101192 Archaea_1 


blatticola PA 16S ribosomal RNA, partial sequence 


6S 148531 148493 44 82 


gi 
147697 14914 


254971266 


ref|NR_028184.1| Methanimicrococcus 
9 Methanimicrococcus blatticola 


Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanimicrococcus. 
101192 Archaea_16S 48216 48167 36 85 gi|254971293|ref|NR_028211.1] Acidianus 
sulfidivorans JP7 16S ribosomal RNA, partial sequence 47327 48799 Acidianus sulfidivorans JP7 
Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

104044 Bacteria_16S 218028 217938 14 104 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

104044 Bacteria_16S 287745 287668 15 92 gi|265678868|ref|NR_029174.1| Mycoplasma felis 
strain ATCC 23391 16S ribosomal RNA, partial sequence 287341 288773 Mycoplasma felis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

104044 Bacteria_16S 694477 694384 11 104 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

104044 Bacteria_16S 2204118 2204041 15 92 gi|219857596|ref|NR_025184.1| Mycoplasma glycophilum 
strain 486 16S ribosomal RNA, partial sequence 2203720 2205169 Mycoplasma glycophilum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

104044 Bacteria_16S 2210157 2210080 15 92 gi|219857592|ref|NR_025180.1| Mycoplasma cricetuli 


strain CH 16S rib 
Tenericutes; Moll 
104044 Bacteria_16S 
strain MXx9 16S ri 
Tenericutes; Moll 
104044 Bacteria_16S 
leonicaptivi stra 
Teneric 
104044 Bacteria_16S 
strain BV1 16S ri 
Tenericutes; Moll 
104044 Bacteria_16S 
strain PG14 16S r 
Tenericutes; Moll 
104044 Bacteria_16S 


Bacteria; 


strain MK405 16S 
Tenericutes; Moll 


104044 Bacteria_16S 
lagogenitalium st 
lagogenitalium Ba 
104044 Bacteria_16S 
gallopavonis stra 


Bacteria; Teneric 


104044 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


104044 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


104044 Bacteria_16S 
strain DD 16S rib 


Tenericutes; Moll 


104044 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


alaskensis strain 
Bacteria; Proteob 


aeronauticum stra 
aeronauticum Bact 


104044 Bacteria_16S 
in G3 100 16S ribosomal RNA, partial s 
Deltaproteobacte 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


104044 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2199587 2199510 15 92 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3784024 3783947 15 92 gi 


3884334 3884257 15 92 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
803291 803214 15 92 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2201083 2201006 15 92 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


icutes; Mycoplasmataceae; Mycoplasma. 
2214670 2214593 15 92 gi 
ribosomal RNA, partial sequence 22 
icutes; Mycoplasmataceae; Mycoplasma. 
3858181 3858105 15 92 gi 
osomal RNA, partial sequence 38 
icutes; Mycoplasmataceae; Mycoplasma. 
2011318 2011226 12 104 gi 
ribosomal RNA, partial sequence 20 


50325 50254 13 
All 16S ribosomal RNA, 


84 gi 


3246866 3246795 21 92 gi 


eria; Firmicutes; Clostridia; 
3313454 3313383 13 84 gi 


eria; Proteobacteria; 


692962 692872 14 104 
ibosomal RNA, partial sequence 


gi 


Bacteria; 


817013 816931 22 104 gi 


Clostridia; Halanaerobiales; 


in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 


lanctomycetacia; Planctomycetales; Pla 
104044 Bacteria_16S 
complete seque 
acteria; Deltaproteobacteria; Desulfov 
104044 Bacteria_16S 
in DSM 10349 16S ribosomal RNA, partia 
Clostrid 


2209746 22112 


219857599 


2199190 22006 


3883911 38853 


265678510 


802889 80433 


219857598 


2200688 22021 


219857589 
14274 22157 


219846323 
57775 38592 


219878188 
10901 20124 


265679030 
nce 49907 
ibrionales 
219846756 


iales; Pep 
219846711 
equence 

ria; Desul 


265678587 


692571 69404 
lanctomycetacia; Planctomycetales; Pla 
104044 Bacteria_16S 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 
Firmicutes; 


nctomyceta 
265678501 
81658 


Halobacteroidaceae; 


nctomyceta 


1 sequence 


24 Mycoplasma cricetuli Bacteria; 


ref|NR_025187.1| Mycoplasma mustelae 
37 Mycoplasma mustelae Bacteria; 


219846374|ref|NR_025965.1| Mycoplasma 

ence 3783621 3785045 Mycoplasma leonicaptivi 
coplasma. 

219846306|ref|NR_025896.1| Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


ref|NR_028813.1| Mycoplasma canis 
3 Mycoplasma canis Bacteria; 


ref|NR_025186.1| Mycoplasma moatsii 
48 Mycoplasma moatsii Bacteria; 


2202603 2202526 15 92 gi| 219857597 |ref|NR_025185.1| Mycoplasma 
rain 12MS 16S ribosomal RNA, partial sequence 2202199 2203669 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2205616 2205539 15 92 gi| 219857595 |ref|NR_025183.1| Mycoplasma 
in WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycoplasma gallopavonis 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2208643 2208566 15 92 gi|219857593|ref|NR_025181.1| Mycoplasma cynos 
ibosomal RNA, partial sequence 2208244 2209695 Mycoplasma cynos Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025913.1| Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


ref |NR_025327.1 
04 Planctomyces maris Bacteria; 
ceae; Planctomyces. 
ref |NR_029338.1| Desulfovibrio 
51436 Desulfovibrio alaskensis 
; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_026348.1| Desulfotomaculum 
3246473 3247948 Desulfotomaculum 
tococcaceae; Desulfotomaculum. 
ref |NR_026303.1| Desulfovibrio 
3313036 3314538 Desulfovibrio 
fovibrionales; Desulfovibrionaceae; 


Planctomyces maris 


ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 
ceae; Isosphaera 
ref|NR_028804.1| Selenihalanaerobacter 
1 817998 Selenihalanaerobacter shriftii 
Selenihalanaerobacter. 


104044 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


104044 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


104044 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


104044 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


104044 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


104044 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


104044 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


104044 Bacteria_16S 


1279 16S ribosoma 
Deinococcus-Therm 


104044 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


104044 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


104044 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


104044 Bacteria_16S 


strain GY-1 16S r 


Deinococcus-Thermus; 
104044 Bacteria_16S 


strain Wai33 16S 


891165 891083 22 104 
ribosomal RNA, partial sequence 


gi 


265678450 


890778 89219 


ref|NR_028752.1| Orenia sivashensis 
7 Orenia sivashensis Bacteria; 


ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

1247351 1247269 22 104 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
ain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

2211672 2211595 15 92 gi|219857591|ref|NR_025179.1| Mycoplasma columborale 
ribosomal RNA, partial sequence 2211275 2212723 Mycoplasma columborale Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2216168 2216091 15 92 gi|219857588|ref|NR_025176.1| Mycoplasma anatis 
ibosomal RNA, partial sequence 2215772 2217221 Mycoplasma anatis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3755381 3755304 15 92 gi|219846395|ref|NR_025986.1| Mycoplasma bovirhinis 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3754983 37564 


34 Mycoplasma bovirhinis Bacteria; 


33852 33772 12 92 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
1060056 1059980 16 92 gi| 265678337 |ref|NR_028639.1| Marinithermus 
rain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 
1158064 1157992 20 92 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1 RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
us; Deinococci; Thermales; Thermaceae; Meiothermus. 
1289394 1289314 12 92 gi|219846501|ref|NR_026093.1| Atopobium parvulum 


6S ribosomal RNA, 


complete sequence 1289055 12904 


16S ribosomal RNA, partial sequence 2598095 25994 


ridia; Clostridiales; Peptococcaceae; 
3138955 3138883 20 92 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3876562 3876490 20 92 gi 
ribosomal RNA, partial sequence 


De 
219846829 


3138565 31400 
eiothermus. 


M 
219846311 


3876152 38776 


sulfotomacul 


02 Atopobium parvulum Bacteria; 


oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
2401317 2401245 20 92 gi|219857459|ref|NR_025047.1| Nocardiopsis 
n HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 
2598519 2598448 21 92 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
um. 
ref|NR_026421.1| Meiothermus cerbereus 
00 Meiothermus cerbereus Bacteria; 


ref|NR_025901.1| Thermus filiformis 
26 Thermus filiformis Bacteria; 


Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

104044 Bacteria_16S 4061358 4061286 20 92 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
104044 Bacteria_16S 219612 219542 22 92 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104044 Bacteria_16S 338307 338244 21 84 gi|265678832|ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
104044 Bacteria_16S 1534772 1534701 21 92 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

104044 Bacteria_16S 2193498 2193427 21 92 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

104044 Bacteria_16S 53554 53484 22 92 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
104044 Bacteria_16S 257651. 257581 22 92 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
104044 Bacteria_16S 510820 510750 22 92 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104044 Bacteria_16S 798608 798538 22 92 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

104044 Bacteria_16S 839877 839807 22 92 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 


strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 


Bacillales; Bacil 


laceae; Geobacillus. 


104044 Bacteria_16S 
n TA-67 16S ribosomal RNA, partial seq 


acidiphilus strai 
acidiphilus Bacte 


104044 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 


metallireducens s 
metallireducens B 


104044 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


104044 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


104044 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


104044 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


104044 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


104044 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


104044 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


104044 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


104044 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


104044 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


104044 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


104044 Bacteria_16S 


thermocisternum s 
thermocisternum B 


104044 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


104044 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


104044 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


104044 Bacteria_16S 


strain 513A 16S r 
Spirochaetes; Spi 


104044 Bacteria_16S 


californicum stra 
californicum Bact 


104044 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


104044 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


104044 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


1063114 1063044 22 92 gi 
ria; Firmicutes; Bacillales; Alicyclob 
1244333 1244263 22 92 gi 
acteria; Firmicutes; Clostridia; Clost 
1328866 1328796 22 92 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1870866 1870796 22 92 gi 
ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
1983450 1983380 22 92 gi 


ria; Proteobacteria; Deltaproteobacter 


1985034 1984964 22 92 gi 


ia; Proteobacteria; Deltaproteobacteri 


2032070 2032000 22 92 gi 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
2387726 2387656 22 92 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2493818 2493748 12 82 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2981950 2981868 22 104 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3027447 3027377 22 92 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3155791 3155721 22 92 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3374392 3374310 22 104 gi 
ridia; Halanaerobiales; Halobacteroida 
3764454 3764384 22 92 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
4078089 4078019 22 92 gi 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
4212076 4212006 22 92 gi 
bosomal RNA, complete sequence 
lales; Bacillaceae; Geobacillus. 
10760 10687 11 84 
rain 16910a 16S ribosomal RNA, 
cteria; Proteobacteria; 


gi 
complet 
Deltaproteobac 


12367 12294 21 94 
ibosomal RNA, partial sequence 
rochaetales; Brachyspiraceae; Brachysp 
299927 299850 15 92 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
441935 441874 21 82 gi 
strain T16 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 


gi 


1177824 1177751 21 
osomal RNA, partial sequence 
aetes; 


94 gi 

Spirochaetales; Brachyspiraceae 
1392442 1392365 15 92 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


104044 Bacteria_16S 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 


1447375 1447298 15 92 gi 


n Sy t2 16S ribosomal RNA, partial seq 


Cm al4 16S ribosomal RNA, partial seq 


11961 


265678335 
uence 
acillaceae 
219857537 
1 sequence 
ridiales; 
219846090 
13284 
nellaceae; 
219878287 


1870444 18719 


219878206 
uence 
ia; Myxoco 
219878205 
uence 
a; Myxococ 


219878174 
ence 20316 
Alicycloba 
219857468 
nce 23873 
s; Thermoa 
219857387 
uence 


219846935 
uence 
aceae; Chl 
219846905 
ial sequen 
tridiales; 
219846818 
sequence 
Clostridia 
219846667 


6S ribosomal RNA, partial sequence 3374001 33754 


ceae; Oren 
219846388 
sequence 
ridiales; 
219846167 
uence 

les; Pepto 
219846067 


4211641 42131 


265679056 
e sequence 
teria; Des 


265679055 
13410 
ira. 
265678860 
uence 
smataceae; 
265678760 
sequence 
idae; Bifi 


228718030 


1177428 11788 


; Brachysp 
228716184 


1392046 13934 


224581422 
14469 


e; Actinomycet 


ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_025426.1| Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Dialister invisus DSM 
ter invisus DSM 15470 


ref|NR_025345.1 
1983024 198455 
ccales; Sorangii 


Chondromyces 
8 Chondromyces 
neae; Polyangiaceae; 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_024975.1 
2493400 249486 
ales; Microc 


Alicyclobacillus 
lobacillus hesperidum 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Tetrasphaera 
9 Tetrasphaera 
occineae; 


v 


ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026410.1 

3155325 315690 
les; 


Chlamydophila 
5 Chlamydophila 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Desulfotomaculum 
1 Desulfotomaculum 
Peptococcaceae; Desulfotomaculum. 
ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 


ia. 

ref|NR_025979.1| Desulfotomaculum 
3764125 3765516 Desulfotomaculum 

Peptococcaceae; Desulfotomaculum. 

ref|NR_025757.1] Cryptanaerobacter 
4077655 4079183 Cryptanaerobacter 

coccaceae; Cryptanaerobacter. 

ref|NR_025657.1| Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


ref |NR_029364.1| Desulfovibrio 
10342 11910 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 
ref|NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 
ref|NR_029166.1| Mycoplasma 
299496 300945 Mycoplasma 
Mycoplasma. 
ref|NR_029065.1| Bifidobacterium 
441527 442954 Bifidobacterium 
dobacteriales; Bifidobacteriaceae; 
ref|NR_027570.1| Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 
ira. 
ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_027203.1| Mogibacterium 
32 1448409 Mogibacterium neglectum 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


Mogibacterium. 


104044 Bacteria_16S 1463841 1463764 15 


strain HM-7 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
104044 Bacteria_16S 


Clostridiales; 
2198088 2198011 15 


strain 128 16S ribosomal RNA, partial sequence 


92 gi 


Clostridiales Fa 


92 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


104044 Bacteria_16S 2213172 2213095 15 


strain RG-2C 16S 


ribosomal RNA, partial sequence 


92 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


104044 Bacteria_16S 2480198 2480121 15 


strain H/T1 16S ribosomal RNA, partial sequence 


92 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


104044 Bacteria_16S 
toyohensis strain 
TOBE Bacteria; Firmicutes; 
104044 Bacteria_16S 
strain ATCC 70069 
Firmicutes; Clostridia; 
104044 Bacteria_16S 


2755427 2755358 21 


Clostridia; 
2846110 2846033 15 


Clostridiales; 
3379014 3378941 11 


90 gi 


TOBE 16S ribosomal RNA, partial sequence 


92 gi 


7 16S ribosomal RNA, partial sequence 


84 gi 


224581410 


1463419 14648 
mily XIII. 


219857600 


2197691 21991 


219857590 


2212774 22142 


219857396 


2479798 24812 


219857149 


219856893 


219846663 


termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 


termitidis Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 


104044 Bacteria_16S 3799062 3798985 15 


strain PS6 16S ribosomal RNA, partial sequence 


92 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


104044 Bacteria_16S 
strain P43/6/78 1 
Spirochaetes; 
104044 Bacteria_16S 


4187953 4187880 21 


2333193 2333129 20 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 
104044 Bacteria_16S 2703121 2703045 16 


94 gi 


84 gi 


92 gi 


219846363 


3798661 38001 


219846084 


6S ribosomal RNA, partial sequence 4187537 41889 
Spirochaetales; Brachyspiraceae; Brachyspira. 


219857507 


219857186 


desulfurans strain St55B 16S ribosomal RNA, partial sequence 


desulfurans Bacteria; 


104044 Bacteria_16S 2898447 2898375 12 


glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micropruina. 


104044 Bacteria_16S 3018366 3018290 16 


SPS-17 16S ribosomal RNA, partial sequence 
Thermaceae; 


Thermus; Deinococci; 
104044 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
104044 Bacteria_16S 


Thermales; 
3019882 3019810 20 


Deinococci; 
3878082 3878010 20 


strain YT-1 16S ribosomal RNA, partial sequence 
Thermales; 


Deinococcus-Thermus; 
104044 Bacteria_16S 
synnemataformans 
synnemataformans 
Nocardiopsaceae; Nocardiopsis. 
104044 Bacteria_16S 84971 84908 21 
dassonvillei subsp. dassonvillei strain 


Deinococci; 


42685 42622 21 


Deinococcus-Thermus; 


ribosomal RNA, partial sequence 
Thermales; 


Deinococci; 
84 gi 


92 gi 


3017969 3019430 Thermus o 


Thermus. 
92 gi|219846910|ref 
3019481 30209 
Thermaceae; Thermus. 
92 gi|219846310|ref 
3877677 38791 
Thermaceae; Thermus. 
84 gi| 265679035 |ref 


strain IMMIB D-1215 16S ribosomal RNA, 


Bacteria; Actinobacteria; Actinobacter 


84 gi 


IMRU 509 16S ri 


Thermales; 
219856857 
28980 


219846911 


265679006 


27549 
Thermoanaerobacterales; 


28456 
Clostridiales Family XIII. 


sequenc 
Actinomycet 


ref 


Inc 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


partial sequence 
idae; Actinomycetales; 


ref 


bosomal RNA, partial seque 


73 Mogibacterium 


66 2847142 Mogib 
Incertae Sedis; 


3378593 338009 
Desulfovibrionales; 


e 2332775 233429 


ales; Streptosporangineae; 


2702689 270407 
Thermaceae; 


36 2899473 Microp 
Propionibacterineae; 


shimai Bacte 


NR_027191.1 


ertae Sedis; 


NR_025188.1 


NR_025178.1 


NR_024984.1 


NR_024777.1 


NR_024712.1 


NR_026255.1 


NR_025954.1 


NR_025674.1 


NR_025095.1 


NR_024814.1 


Oce 
NR_024676.1 


NR_026503.1 


NR_026502.1 


NR_025900.1 


NR_029343.1 
42294 
Str 


NR_029314.1 


raceae; 


Incertae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Thermanaeromonas 


90 2756495 Thermanaeromonas toyohensis 
Thermoanaerobacte 


Thermanaeromonas. 
Mogibacterium vescum 


acterium vescum Bacteria; 


Mogibacterium. 
Desulfovibrio 
8 Desulfovibrio 


Desulfovibrionaceae; 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Nocardiopsis 
9 Nocardiopsis 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Micropruina 
ruina glycogenica 
Nocardioidaceae; 
Thermus oshimai strain 
ria; Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


104044 Bacteria_16S 801727 801648 21 


subterraneus strain C21 16S ribosomal RNA, 


subterraneus Bacteria; 
Thermaerobacter. 
104044 Bacteria_16S 


Firmicutes; 


815497 815434 21 


Clostridia; 


Streptosporangineae; Nocardiopsaceae; 


100 gi 


265678511 


complete sequence 


84 gi 


Clostridiales; 


265678502 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 81510 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 
104044 Bacteria_16S 874589 874526 21 
subroseum strain CY-7113 16S ribosomal 


Streptosporangiaceae; 
104044 Bacteria_16S 


Streptosporangium. 
1528729 1528666 21 


strain JCM3146 16S ribosomal RNA, partial sequence 


84 gi 


84 gi 


265678462 


RNA, partial sequence 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219857434 


Nocardiopsis. 


ref 
80 


Clostridiales Famil 


ref 
9 81 


Pseudonocardineae; 


ref 
87 


ref 


NR_028814.1 
1287 802838 


NR_028805.1 
6530 Pseudo 
P 


NR_028765.1 
4217 875635 
Streptospo 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Streptosporangium 
Streptosporangium 
rangineae; 


NR_025022.1 


Actinomadura spadix 


1528339 1529796 Actinoallomurus spadix Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


104044 Bacteria_16S 
strain NRRL B-16238 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


strain SNG49 16S 


aridum subsp. 
Actinomycetales; 


albatum strain R 


strain DSM 44494 


Blastococcus. 


104044 Bacteria_16S 


aridum strain DSM 


Kibdelosporangium. 


104044 Bacteria_16S 
cellulosilytica strain TB100 16S riboso 
cellulosilytica Bacteria; Actinobacteri 
Thermobifida. 
1876912 1876849 21 


Nocardiopsaceae; 


104044 Bacteria_16S 
halotolerans strain DSM 44410 16S ribos 
halotolerans Bacteria; Actinobacteria; 
Nocardiopsis. 

2252628 2252557 21 


Nocardiopsaceae; 


104044 Bacteria_16S 
strain KS9 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


NRRL B-24104 16S 


strain VKM Ac-942 


Nocardiopsis. 


104044 Bacteria_16S 
strain VKM Ac-1457 16S ribosomal RNA, p 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 
malaysiensis strain H47-7 16S ribosomal 
malaysiensis Bacteria; Actinobacteria; 

Streptosporangiaceae; Microtetraspora. 

104044 Bacteria_16S 
JCM 9374 16S ribosomal 
sphaerica Bacteria; Actinobacteria; Act 
Streptosporangiaceae; 
104044 Bacteria_16S 

nagasakiensis strain JCM 11223 16S ribo 
nagasakiensis Bacteria; 


sphaerica strain 


Thermaerobacter. 


104044 Bacteria_16S 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 


Actinomadura. 
1788441 1788378 21 


1539403 1539340 21 


1639374 1639311 21 
ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 
philippinense strain A 80407 16S riboso 
philippinense Bacteria; Actinobacteria; 
Pseudonocardiaceae; Kibdelosporangium. 
104044 Bacteria_16S 


1662375 1662312 21 


1663915 1663852 21 
largum strain SKF-AAD-609 
Kibdelosporangium aridum subsp. 
Pseudonocardineae; 
104044 Bacteria_16S 


Pse 


1740143 1740080 21 
16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 
namibiensis strain HAG 010767 16S ribos 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
104044 Bacteria_16S 
saxobsidens strain BC448 16S ribosomal 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


1746272 1746209 21 


1816054 1815991 21 
43828 16S ribosomal R 
Bacteria; Actinobacteria; Actinobacteri 


1852576 1852513 21 


2342171 2342108 21 
ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


2511984 2511921 21 


2750905 2750842 21 


2752399 2752336 21 


Planomonospora. 
2756985 2756906 21 


Firmicutes; 


NA, partial sequ 
dae; Actinomycetales; 


a; 


2 
omal RNA, partial 
Actinobacteridae; 


equence 


omycetales; 
2510477 2510414 21 
16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacteri 


rtial sequence 
dae; Actinomycetal 


artial sequence 
omycetales; 


Actinobacteridae; 


inobacteridae; Act 


somal RNA, partial 
Clostridia; 


84 gi|2 
partial sequence 
omycetales; 


84 gi|2 
sequence 1638 

omycetales; 
84 gi|2 


mal RNA, partial 
Actinobacteridae; 
84 gi|2 


largum Bacteria; 


omycetales; 
84 
omal RNA, partial 


84 gi 
RNA, partial seq 


84 gi 


84 gi 
84 


gi 


92 gi 


omycetales; Streptosporangineae; Nocardiop 
84 gi|219857500|ref|NR_025088.1 
sequence 2341772 23432 


Pseudo 


84 gi 


84 gi 


Strept 


84 gi 
RNA, partial sequ 


84 gi 
RNA, partial sequ 


100 gi 


Clostridi 


2797542 2797479 21 


Pseudonocardineae; 


Streptosporangineae; 


sequence 


16S ribosomal RNA, partial sequence 


84 gi|219878431|ref|NR_025570.1 
A, partial sequence 
dae; Actinomycetales; 

84 gi|219878380|ref|NR_025519.1 


tial sequence 1739732 17412 


Actinomycetales; 
219878343 
uence 

Actinomycetales; 
219878325 
ence 1815646 1817129 Kibdel 


219878299 
mal RNA, partial sequence 
Actinobacteridae; 


19878283 


219857564 
2252243 22536 


219857370 


219857369 


219857152 


219857151 


219857148 


19857376|ref|NR_024964.1 


Streptosporangineae; Thermomonosporaceae; 


Crossiella cryophila 


1538986 1540484 Crossiella cryophila Bacteria; 


19878450|ref|NR_025589.1 
983 1640469 Nocardiopsis 
19878433 


ref |NR_025572.1 


Actinomycetales; 
19878432 


ref|NR_025571.1 


ref|NR_025515.1 


sequence 1745863 174730 


ref |NR_025482.1 
1788037 178951 


ref |NR_025464.1 


ref |NR_025438.1 
1852181 185367 
Actinomycetales; 


ref|NR_025422.1 
sequence 1876505 187800 
Actinomycetales; Strepto 


ref |NR_025152.1 


nocardineae; Pseudonocar 
ref|NR_024958.1 
2510068 2511541 Nocard 
es; Streptosporangineae; 
ref |NR_024957.1 
2511592 2513043 Nocard 
osporangineae; Nocardiop 
ref|NR_024780.1 
ence 2750506 275194 
Actinomycetales; Strepto 


ref|NR_024779.1 
ence 2752000 275344 
inomycetales; Streptospo 


Pseudonocardiaceae; 


Crossiella. 
Nocardiopsis aegyptia 


aegyptia Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Kibdelosporangium 


1661967 1663456 Kibdelosporangium 
Pseudonocardineae; 


Kibdelosporangium 
1663507 1664980 


Actinobacteria; Actinobacteridae; 
udonocardiaceae; Kibdelosporangium. 
1665439 1665376 21 
761-7 16S ribosomal RN. 
Bacteria; Actinobacteria; Actinobacteri 
Kibdelosporangium. 
104044 Bacteria_16S 


Kibdelosporangium 


1665031 1666519 Kibdelosporangium albatum 
Pseudonocardineae; Pseudonocardiaceae; 


Nocardiopsis halophila 


36 Nocardiopsis halophila Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
gi| 219878376 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


Blastococcus 
9 Blastococcus 


Frankineae; Geodermatophilaceae; 


Kibdelosporangium 
osporangium aridum 


Pseudonocardineae; Pseudonocardiaceae; 


Thermobifida 
5 Thermobifida 


Streptosporangineae; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Nocardiopsis composta 


96 Nocardiopsis composta Bacteria; 


saceae; Nocardiopsis. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 
Microtetraspora 

9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


ref|NR_024776.1 
sequence 2756546 275805 
ales; Clostridiales Fami 


84 gi 


219857118 


ref 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


NR_024746.1 
279714 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 


104044 Bacteria_16S 


strain JCM 3166 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


Planobispora. 
104044 Bacteria_16S 
parontospora subsp. 


Actinomycetales; 
104044 Bacteria_16S 


marianensis strain 7p75a 16S ribosomal 
Firmicutes; 


marianensis Bacteria; 
Thermaerobacter. 
104044 Bacteria_16S 


cyanogriseus strain IFO 14455 16S ribos 
cyanogriseus Bacteria; Actinobacteria; 
Actinoalloteichus. 


Pseudonocardiaceae; 
104044 Bacteria_16S 


multiseptatus strain AA826 16S ribosoma 
multiseptatus Bacteria; Actinobacteria; 
Modestobacter. 


Geodermatophilaceae; 
104044 Bacteria_16S 
strain DSM 43764 


Actinomadura. 
104044 Bacteria_16S 


lucentensis strain DSM 44048 16S riboso: 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
104044 Bacteria_16S 


strain DSM 43377 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 
dassonvillei subsp. 


Actinomycetales; 
104044 Bacteria_16S 


longisporum strain DSM 43180 16S riboso: 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangium. 


Streptosporangiaceae; 
104044 Bacteria_16S 
claviforme strain 


Streptosporangiaceae; 
104044 Bacteria_16S 


carneum strain DSM 44125 16S ribosomal 
Actinobacteria; Actin 


carneum Bacteria; 
Streptosporangiaceae; 
104044 Bacteria_16S 

album strain DSM 


Streptosporangium. 
104044 Bacteria_16S 


gregorii strain NCIB 12823 16S ribosoma 
Actinobacteria; Acti 
Saccharopolyspora. 


gregorii Bacteria; 
Pseudonocardiaceae; 
104044 Bacteria_16S 


antibiotica strain 
Planomonospora parontospora subsp. 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


albirubida strain D 
Nocardiopsis dassonvillei subsp. 
Streptosporangineae; N 


43023 16S ribosomal RN 
Bacteria; Actinobacteria; Actinobacteri 


2820226 2820163 21 84 


2821720 2821657 21 84 
2904555 2904476 21 
Clostridia; 
2937936 2937873 21 84 


3010800 3010737 21 84 


3252773 3252710 21 84 


3255763 3255700 21 84 


3258788 3258725 21 84 


3260298 3260235 21 84 


3366897 3366834 21 84 
3368397 3368334 21 84 
3369893 3369830 21 84 
3371392 3371329 21 84 
3523847 3523776 21 


92 


3829593 3829522 21 92 


ATCC 35205 16S ribosomal RNA, partial sequence 


Firmicutes; 
104044 Bacteria_16S 
aggregatus strain 


Blastococcus. 
104044 Bacteria_16S 
strain IFO 15965 


104044 Bacteria_16S 


Clostridia; 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


Clostridiales; 


3840047 3839984 21 84 


3902714 3902651 21 84 


4216704 4216641 21 84 


gi 


Stre 


gi 


JCM 3094 16S rib 


gi 


gi 


2 
omal RNA, partial 
Actinobacteridae; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


DSM 44127 16S ribosomal RNA, partial 
claviforme Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangium. 


gi 


gi 


A, partial sequence 
dae; Actinomycetales; 


gi 


gi 


219856910 


ial sequence 2819828 28212 
omycetales; 


219856909 


219856853 


19856831 


219846916 


1 RNA, partial sequence 
Actinobacteridae; 


219846752 


tial sequence 3252379 32538 
omycetales; 


219846750 


mal RNA, partial sequence 


219846748 


tial sequence 3258396 32598 
omycetales; 


219846747 


SM 40465 16S ribosomal RNA, 


219846672 


mal RNA, partial sequence 


219846671 
sequence 


219846670 


RNA, partial sequence 
obacteridae; Actinomycetales; 
Streptosporangium. 


219846669 
33709 


219846560 


1 RNA, partial sequence 
nobacteridae; Actinomycetales; 


219846342 


3829173 38306 


Heliobacteriaceae; 


gi 


B15 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Frankineae; 


gi 


219846335 
38396 


219846293 


tial sequence 3902319 39037 
omycetales; 


219846063 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
104044 Bacteria_16S 


wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicutes; 


Clostridia; 


104906 104836 22 92 


gi 


265678993 


ptosporang 


osomal RNA, 


Plano: 


Clos 


sequence 
Actinomy 


Nocardiopsis. 


Actinomycetal 


Actinomycetale 


Crypto 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


pa 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


70 Planobispora 
ineae; 


monospora. 
2904128 29056 


tridiales Family 


2937540 29390 
cetales; 


3010413 30118 
Actinomycetales; 


26 Actinomadura 
Streptosporangineae; 


3255372 32568 
Actinomycetal 


56 Nocardiopsis 
Streptosporanginea 


3366504 33679 


3368004 33694 


3369499 33709 


99 3372445 Strep 


Streptos 


3523483 35248 
Pseudonocardineae; 


32 3841072 Blast 
Frankine 


4216320 42177 
Actinomyceta 


NR_024731.1 


NR_024730.1 


partial sequence 
antibiotica Bacteria; Actinobacteria; 
Streptosporangineae; Streptosporangiaceae; 
100 
RNA, partial sequence 
Clostridiales; 


NR_024672.1 


NR_024650.1 


NR_026508.1 


NR_026344.1 


NR_026342.1 
es; 
NR_026340.1 


e; 
NR_026339.1 


NR_026264.1 
es; 
NR_026263.1 
S$} 


NR_026262.1 


NR_026261.1 
porangineae; 


NR_026152.1 


NR_025932.1 


ium. 
NR_025925.1 


ae; 


NR_025883.1 


NR_025653.1 


les; 


ref 


NR_029301.1 


rtial sequence 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 
ocardiopsaceae; 


Planobispora rosea 
rosea Bacteria; 


Streptosporangiaceae; 


Planomonospora 
2821321 2822766 
Actinobacteridae; 


Thermaerobacter 


15 Thermaerobacter 


XVII. Incertae Sedis; 


Actinoalloteichus 


07 Actinoalloteichus 
Pseudonocardineae; 


Modestobacter 


94 Modestobacter 
Frankineae; 


Actinomadura kijaniata 
kijaniata Bacteria; 


Thermomonosporaceae; 


Nocardiopsis 


32 Nocardiopsis 
Streptosporangineae; 


Nocardiopsis alba 


alba Bacteria; 


Nocardiopsaceae; Nocardiopsis. 


Nocardiopsis 
3259907 3261367 


Streptosporangium 


53 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


48 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


48 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


tosporangium album 


Streptosporangiaceae; 


Saccharopolyspora 


84 Saccharopolyspora 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 
Heliobacter 


Blastococcus 


ococcus aggregatus 
Geodermatophilaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
sporangiaceae; Cryptosporangium. 


Nocardiopsis 


72 Nocardiopsis 
Streptosporangineae; 


Thermoanaerobacter 


104486 105949 Thermoanaerobacter wiegelii 
Thermoanaerobacteraceae; 


Thermoanaerobacter. 


104044 Bacteria_16S 244138 244068 22 92 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

104044 Bacteria_16S 322723 322653 22 92 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

104044 Bacteria_16S 332085 332015 22 92 gi|265678839|ref|NR_029144.1]| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

104044 Bacteria_16S 359091 359021 12 82 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

104044 Bacteria_16S 360637 360567 12 82 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

104044 Bacteria_16S 429557 429487 12 82 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

104044 Bacteria_16S 484622 484564 35 93 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

104044 Bacteria_16S 781783 781721 20 82 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

104044 Bacteria_16S 804745 804675 22 92 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

104044 Bacteria_16S 1168658 1168600 35 93 gi| 228719827 |ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

104044 Bacteria_16S 1341107 1341037 22 92 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

104044 Bacteria_16S 1371454 1371372 22 104 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

104044 Bacteria_16S 1522609 1522551 35 93 gi| 219857543 |ref|NR_025131.1| Treponema parvum 


strain OMZ833 16S 
Spirochaetes; 


Intrasporangiacea 


104044 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


104044 Bacteria_16S 


micronuciformis s 
micronuciformis B 


104044 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


104044 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


104044 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


104044 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


104044 Bacteria_16S 


strain SG3902 16S 
Firmicutes; Clost 


104044 Bacteria_16S 


Spi 
104044 Bacteria_16S 
humiphilum strain 
humiphilum Bacter 


ribosomal RNA, partial sequence 
rochaetales; 
1900202 1900132 12 82 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

1981865 1981795 22 92 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
2140468 2140398 22 92 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2381608 2381538 22 92 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2728769 2728699 22 92 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2785634 2785564 22 92 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2787215 2787145 22 92 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 
3016975 3016893 22 104 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
3132982 3132920 20 


gi 


Halobacteroida 
82 gi 


1522207 15236 
Spirochaetaceae; Treponema. 


219878263 
sequence 
Ac 


219878207 


1981436 19829 


ngiineae; 
219857641 
rt 
ridiales; 
219857472 


2381197 23827 


219857168 
quence 

ac 
219857126 
ia 
cl 
219857125 
ce 27867 
Al 
219846912 


3016582 30179 
Oren 


ceae; 
219846833 


tinomyce 


ial sequ 


illaceae 


1 sequen 
obacilla 


icycloba 


91 Treponema parvum Bacteria; 


ref |NR_025402.1 
1899804 190110 
tales; Micrococc 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025230.1| Megasphaera 

ence 2140092 2141502 Megasphaera 
Veillonellaceae; Megasphaera. 
ref|NR_025060.1| Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


ref |NR_025346.1 


ref |NR_024796.1 
2728379 272981 
; Alicyclobacill 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_026504.1| Orenia salinaria 
18 Orenia salinaria Bacteria; 
ia. 
ref 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


NR_026425.1| Demetria terragena 


strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 


104044 Bacteria_16S 
lacunarum strain 
lacunarum Bacteria; 
104044 Bacteria_16S 
restrictus strain 
restrictus Bacteria; 
104044 Bacteria_16S 
chlororespirans s 
chlororespirans B 
104044 Bacteria_16S 
vulcanalis strain 
Bacteria; Firmicu 
104044 Bacteria_16S 


Firmicutes; 


3372873 3372791 22 


Clostridia; 
3665568 3665498 22 


Clostridia; 
3685229 3685159 22 


Firmicutes; Clostri 
4047964 4047894 22 


4221307 4221237 22 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 
104044 Bacteria_16S 
aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 
104044 Bacteria_16S 
cellulans strain 
cellulans Bacteri 
Promicromonosporaceae; 
104044 Bacteria_16S 

strain 27 16S rib 


ria; 


104044 Bacteria_16S 
strain ST26 16S r 


104044 Bacteria_16S 
strain ST50 16S r 


104044 Bacteria_16S 
strain S-16 16S r 
Tenericutes; Moll 
104044 Bacteria_16S 
valerianellae str 
valerianellae Bac 
104044 Bacteria_16S 
strain W16 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104044 Bacteria_16S 
strain IMI 359870 
Proteobacteria; B 
104044 Bacteria_16S 
strain IMMIB R-14 


104044 Bacteria_16S 
DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 

104044 Bacteria_16S 
bolidensis strain 
bolidensis Bacter 
Intrasporangiaceae; 
104044 Bacteria_16S 
strain LMG 3475 1 
Proteobacteria; B 
104044 Bacteria_16S 
paurometabola str 
paurometabola Bac 
Cellulomonadaceae; 
104044 Bacteria_16S 
strain DSM 46000 


104044 Bacteria_16S 
maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 
104044 Bacteria_16S 


laceae; 
n Aspo2 16S ribosomal 


Proteobacteria; 


DSM 43879 16S ribosoma 
a; Actinobacteria; Act 


osomal RNA, partial se 
Actinobacteria; Actinobacteridae; Actin 


ibosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


teria; 


Anaerobacillus. 
95701 95628 11 


D 


118709 118648 21 


Cellulosimicrobium. 
136917 136856 21 
quence 
omycet 
138476 138415 21 
sequen 
omycet 
140005 139944 21 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


274177 274100 15 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


1147516 1147455 21 


1348868 1348807 21 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1625778 1625717 21 


1724979 1724914 17 


1805324 1805263 21 


1806862 1806801 21 


2195005 2194944 21 


2477219 2477142 15 


strain 3T 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


104 gi 


DSM 6640 16S ribosomal RNA, partial se 
Halanaerobi 


92 gi 


PER-K23 16S ribosomal RNA, partial se 


Firmicutes; Clostridia 


92 gi 


train Co23 16S ribosomal RNA, partial 
acteria; 


dia; 


92 gi 


CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 


92 gi 


4220889 4222400 Bacil 


84 gi 


RNA, partial seq 
eltaproteobacter 


82 gi 


1 RNA, partial s 
inobacteridae; Actinomycet 


82 gi 


Clost 


219846668 
quence 
ales; 
219846461 
quence 
les; 
219846447 
sequence 
ridiales; 
219846188 
en 
Al 
219846060 


265678999 
uence 
ia; 


265678983 
equence 


265678971 


136495 13800 


ales; 
82 
ce 
ales; 
82 


gi 


gi 


92 gi 


etaproteobacteria; Burkholderiales; Co: 


82 gi 


34 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


82 gi 


Micr 


Micr 


Micr 


265678970 


138055 13953 
ococcineae 


265678969 


139582 14105 
ococcineae 


265678877 


273748 27524 


576285 576220 17 82 gi| 265678668 |ref 
ain CFBP 4730 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Burkholde 
674724 674663 21 82 gi| 265678599 |ref 
bosomal RNA, partial sequence 674316 67581 
ococcineae; De 
942144 942079 17 82 gi| 265678417 |ref 
16S ribosomal RNA, partial sequence 94171 


253680758 
11471 


228720600 


1348448 13499 


82 gi 


CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Arsenicicoccus. 


82 gi 


82 gi 


ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 


82 gi 


82 gi 


ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 


92 gi 


ales; 
219878459 
sequence 


Actinomyce 


219878391 


6S ribosomal RNA, partial sequence 1724592 17259 
etaproteobacteria; Burkholderiales; Co: 


mamonadace 
219878332 
al sequenc 
e; 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ococcineae 
219857602 
quence 

e; 


219857398 


Halo 


Pepto 


ce 40475 
icycloba 


Desulf 


ococcineae 


mamonadace 


nebacterin 


Micr 


ref 


bact 
ref 


cocc 
ref 


Pept 
ref 


cill 
ref 
lus 


ref 
ovib 
ref 


1 


ref 


; Ce 
ref 


; Sa 
ref 


; Sa 
ref 


ae; 
ref 


eae; 
ref 


ococ 
ref 
tale 
ref 


ae; 
ref 


ref 


7 Ce 
ref 


ND 


3372496 337395 


3665143 36666 


3684807 36863 


66 4049023 Alicy 


95265 


18321 11977 
ales; 


1 Sanguibacter 


8 Sanguibacter 


e 575863 57735 


0 Dermatophilus 


4 943232 Comamo 


15 1148603 Nocar 


42 Sanguibacter 


1625384 16268 


e 1804913 18063 
Actinomycet 


194621 21960 
Actinomycet 


NR_026260.1 


eroidaceae; 
NR_026053.1 
2 
aceae; Dehal 
NR_026038.1 
a 
ococcaceae; 
NR_025778.1 
Cc 
us. 
NR_025650.1 
mMacyae Bacte 


NR_029307.1 
96764 
rionales; De 
NR_029291.1 
2 
i 


3 Micrococc 


NR_029279.1 


1llulomonadac 
NR_029278.1 


nguibacterac 
NR_029277.1 


nguibacterac 
NR_029183.1 


NR_028973.1 
4 
riales; Coma 
NR_028904.1 


rmatophilace 
NR_028719.1 


Comamonas. 
NR_028006.1 
d 
Nocardiacea 
NR_027595.1 
cineae; Sang 
NR_025598.1 
5 
c 


s; Micrococ 


NR_025530.1 


Comamonas. 
NR_025471.1 
9 
Cc 


ales; Micro 


NR_025470.1 


1llulomonadac 
NR_025190.1 
3 
e 


ales; Coryn 


ref 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Dehalobacter 
8 Dehalobacter 
obacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Alicyclobacillus 
lobacillus vulcanalis 


Bacillus macyae strain 
ria; Firmicutes; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Acidovorax 

Acidovorax 

monadaceae; Acidovorax. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Comamonas terrigena 
nas terrigena Bacteria; 


Nocardia ignorata 

ia ignorata Bacteria; 
e; Nocardia. 
Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 
Arsenicicoccus 
0 Arsenicicoccus 


ineae; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Oerskovia 
8 Oerskovia 
occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


NR_024986.1 


Mycoplasma indiense 


2476824 2478244 Mycoplasma indiense Bacteria; 


104044 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


strain ATCC 19624 
Proteobacteria; 


Desulfovibrio. 


104044 Bacteria_16S 
strain T7 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
104044 Bacteria_16S 2749357 2749292 17 82 gi|219857154|ref|NR_024782.1 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 275045 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Diaphorobacter. 

104044 Bacteria_16S 2847613 2847548 17 82 gi|219856892|ref|NR_024711.1 


strain IAM 12409 


B 


2481711 2481634 15 


2546250 2546185 17 


2573860 2573787 11 


ria; Proteobacteria; 


2743655 2743590 17 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
104044 Bacteria_16S 


92 gi 


82 gi 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
104044 Bacteria_16S 
aminophilus strai 
aminophilus Bacte 


84 gi 


n ALA-3 16S ribosomal RNA, partial seque 
Deltaproteobacter 


82 gi 


219857395 


2481316 24827 


219857346 


219857285 
nce 


ia; 


219857158 


2743252 27447 


16S ribosomal RNA, partial sequence 2847193 28487 


25458 


Desulf 


ref|NR_024983.1 


ref |NR_024934.1 
ae; Hylemonella. 
ref|NR_024916.1 

2573428 257495 
ovibrionales; 


ref |NR_024786.1 


37 2547323 Hylemo 


De 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Desulfovibrio 
7 Desulfovibrio 


sulfovibrionaceae; 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 


Comamonadaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

104044 Bacteria_16S 3013914 3013849 17 82 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

104044 Bacteria_16S 3715326 3715250 15 92 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 
strain CKK 16S ribosomal RNA, complete sequence 3714904 3716367 Mycoplasma pullorum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

104044 Bacteria_16S 3914801 3914756 48 93 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
strain Hk501 16S ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

104044 Bacteria_16S 3916217 3916172 48 93 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 


Spirochaetales; S 


strain HT31 16S r 
Spirochaetes; Spi 


104044 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


104044 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


104044 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


104044 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


104044 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


104044 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


104044 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


104044 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


104044 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


strain SEBR 2582 


Proteobacteria; D 


3933196 3933151 48 


ibosomal RNA, partial sequence 


pirochaetaceae; Borrelia; Borrelia bur 
104044 Bacteria_16S 


93 gi 


219846271 


3932829 39341 


gdorferi g 


roup 
ref 


NR_025861.1 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


rochaetales; Spirochaetaceae; Borrelia. 

141508 141436 12 84 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
ain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
teria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 

142991 142919 12 84 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
eltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

889676 889612 20 84 gi| 265678451 |ref|NR_028753.1| Actinomadura 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

1324380 1324309 21 92 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
7R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
7R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
tae Sedis; Caldicellulosiruptor. 

1360876 1360812 20 84 gi|228719712|ref|NR_027584.1| Acidimicrobium 
10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
a; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 

; Acidimicrobium. 

1436563 1436487 16 92 gi|224581430|ref|NR_027212.1| Oceanithermus 
506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
ccus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

1680617 1680541 16 92 gi|219878421|ref|NR_025560.1| Vulcanithermus 
rain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

2059940 2059872 14 82 gi|219878150|ref|NR_025289.1| Eubacterium sulci 

16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 


ridia; Clostridiales; 


3489085 3489013 12 


4065995 4065923 12 


4230316 4230272 48 


Eubacteriaceae; 


84 gi 


84 gi 


92 gi 


Eu 
219846583 


6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales 
104044 Bacteria_16S 


’ 


219846175 


16S ribosomal RNA, partial sequence 4065569 40669 
eltaproteobacteria; Desulfovibrionales 
104044 Bacteria_16S 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 


’ 


219846048 


bacterium. 


Desulfur 


Desulfov 


ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref |NR_025638.1 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Desulfotomaculum 
4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


ptococcaceae; 


Desulfotomaculum. 


104044 Bacteria_16S 71589 71526 21 84 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 #Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

104044 Bacteria_16S 73147 73084 21 84 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72131 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

104044 Bacteria_16S 124768 124705 21 84 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

104044 Bacteria_16S 204112 204041 21 92 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

104044 Bacteria_16S 404742 404679 21 84 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

104044 Bacteria_16S 469308 469245 21 84 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

104044 Bacteria_16S 506321 506258 21 84 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

104044 Bacteria_16S 523022 522959 21 84 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

104044 Bacteria_16S 888186 888115 21 92 gi| 265678452 |ref 


flava strain AS 4.1520 16S ribosomal RNA, partial sequence 
dae; Actinomycet 


Bacteria; Actinobacteria; Actinobacteri 
Saccharopolyspora. 


104044 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


104044 Bacteria_16S 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


104044 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


104044 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


104044 Bacteria_16S 


strain DF-32 16S 
Actinobacteria; A 
Microbispora. 


104044 Bacteria_16S 


multipartita DSM 


Nakamurella. 


104044 Bacteria_16S 


lactoaceticus 6A 
Bacteria; 
Sedis; Caldicellu 


104044 Bacteria_16S 


strain JCM3369 16 
Actinobacteria; A 
Actinomadura. 


104044 Bacteria_16S 
ATCC 43269 16S ribosomal RNA, partial 
tinobacteridae; 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


Firmicutes; 


939070 938999 21 
ribosomal RNA, 
ridia; Clostridiales; 
1090078 1090015 21 
ain A-5 16S ribosomal 
teria; Actinobacteria; 
eae; Nonomuraea. 
1099047 1098984 21 
in IFO 16266 16S ribos 
eria; Actinobacteria; 
eae; Acrocarpospora. 
1106615 1106552 21 
16S ribosomal RNA, pa 
acteria; Actinobacteri 


1108165 1108102 21 
ribosomal RNA, partial 


1161138 1161075 21 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinob 


1301362 1301291 21 


92 


complete sequence 


84 


84 


84 


84 


sequence 
ctinobacteridae; Actinomycetales; 


84 


92 


gi 
93 


Heliobacteriaceae; 


gi 


gi 


omal RNA, partia 
Actinobacteridae 


gi 


rtial sequence 
dae; Actinomycet 


gi 
11 


88778 
ales; 


265678419 
8639 94015 


265678316 


RNA, partial sequence 
Actinobacterida 


265678310 


265678304 
11062 
ales; 


265678303 
07766 11092 


Streptosporang 


gi 


gi 


228721225 
11607 


acteridae; Actinomycetales 


219846639 


16S ribosomal RNA, partial sequence 1300923 13024 


Clostridia; 
losiruptor. 

1527225 1527162 21 
S ribosomal RNA, parti 
ctinobacteridae; Actin 


1530237 1530174 21 


ia; 
ae; 


Actinobacteria; Ac 
Actinomadura. 


104044 Bacteria_16S 


1924031 1923968 21 


84 


al sequence 
omycetales; 


84 


84 


Thermoanaerobacterale 


gi 


s; Thermoa 


219857435 


1526835 15282 
Streptosporang 


gi 


gi 


219857433 
sequence 
Actinomyce 


219878245 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 


Pseudonocardia. 


NR_028754.1 


Saccharopolyspora 


Pseudonocardineae; 


3 889225 Saccha 
P 


ropolyspora flava 
seudonocardiaceae; 


Heliore 


e; Actinomycet 


1 sequence 
; Actinomyceta 


Streptos 


ref|NR_028721.1 
stis. 
ref |NR_028618.1 
1089685 109113 
ales; 


NR_028612.1 
1098650 110009 
les; Strepto 


ref|NR_028606.1 
17 1107715 Nonomu 
porangineae; 


ref 


NR_028605.1 


ineae; Streptosp 
ref |NR_027604.1 
39 1162206 Nakamu 
; Frankineae; Na 


ref|NR_026231.1 


naerobacterales 


ref |NR_025023.1 
88 Actinomadura 
ineae; Thermomon 
ref|NR_025021.1 

1529847 153130 
tales; Streptosp 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Nonomuraea 
7 Nonomuraea 


Streptosporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


07 Microbispora corallina Bacteria; 


orangiaceae; 
Nakamurella 
rella multipartita DSM 


kamurellaceae; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


ref |NR_025384.1 
1923611 192512 


Pseudonocardia 
2 Pseudonocardia 


104044 Bacteria_16S 1950020 1949957 21 
spinosispora strain LM 141 16S ribosoma 
spinosispora Bacteria; Actinobacteria; 
Pseudonocardiaceae; Pseudonocardia. 

104044 Bacteria_16S 2157058 2156995 21 
strain YIM 90003 


Streptomonospora. 
104044 Bacteria_16S 
strain DSM43926 1 


2308980 2308917 21 
6S ribosomal RNA, part 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 
strain A290 16S r 


2310493 2310430 21 
ibosomal RNA, partial 


Actinomadura. 
104044 Bacteria_16S 2339127 2339056 21 
sulfidophilum strain BR4 16S ribosomal 
sulfidophilum Bacteria; Firmicutes; Clo 
104044 Bacteria_16S 2408998 2408935 21 


salina strain YIM90002 16S ribosomal RNA, partial sequenc 
dae; Actinomycet 


Bacteria; Actinob 
Streptomonospora. 
104044 Bacteria_16S 
taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 
104044 Bacteria_16S 
strain JCM 3151 1 


acteria; Actinobacteri 


2666971 2666900 21 


2670029 2669966 21 
6S ribosomal RNA, part 


Microbispora. 
104044 Bacteria_16S 2692562 2692499 21 
silvatica strain TT 00-51 16S ribosomal 
silvatica Bacteria; Actinobacteria; Act 
Streptosporangiaceae; Planotetraspora. 

104044 Bacteria_16S 2724156 2724093 21 
strain K97-0003 16S ribosomal RNA, part 


2753895 2753832 21 
6S ribosomal RNA, part 


104044 Bacteria_16S 
strain JCM 9373 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
104044 Bacteria_16S 2818733 2818670 21 
venezuelensis strain JCM 3167 16S ribos 
venezuelensis Bacteria; Actinobacteria; 
Streptosporangiaceae; Planomonospora. 

104044 Bacteria_16S 2826224 2826161 21 


strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 28272 


RNA, 
stridia; 


84 


84 


84 


84 


sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


92 


84 


92 


84 


84 


RNA, partial sequ 
inobacteridae; Act 


84 


84 


84 


gi 


1 RNA, partial s 
Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


ial sequence 2308611 23100 
Streptosporang 


gi 


2310109 23115 
Streptosporang 


gi 


complete sequence 
Clostri 


gi 


gi 


43856 16S ribosomal RNA, partial sequence 26665 
acteria; Actinobacteridae; Actinomycet 


gi 


ial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


ial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


gi 


ial sequence 2753496 27549 
Streptosporang 


gi 


omal RNA, partia 


Actinobacterida 


84 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


104044 Bacteria_16S 3078878 3078807 12 


83 


gi 


multipotens strain RH-8 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 
104044 Bacteria_16S 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 

104044 Bacteria_16S 
orientis strain D 
Bacteria; Firmicutes; Clostridia; 
104044 Bacteria_16S 3169421 3169350 21 
proteolyticus strain DSM 20540 16S ribo 
proteolyticus Bacteria; Deinococcus-The 
104044 Bacteria_16S 3170937 3170866 21 
strain DSM 3963 16S ribosomal RNA, part 
Deinococcus-Thermus; Deinococci; Deinoc 
104044 Bacteria_16S 3249773 3249710 21 
strain DSM 43678 


3082030 3081959 12 
teria; Proteobacteria; 


3154189 3154110 13 


104044 Bacteria_16S 
strain DSM 43311 


3251273 3251210 21 


Microtetraspora. 
104044 Bacteria_16S 


3254271 3254208 21 


rmus; 


83 


acteria; Deltaproteobacteria; Desulfur 


gi 


ain K-119 16S ribosomal RNA, partial s 


Deltaproteobact 


92 


92 


92 


84 


84 


84 


gi 


SM 765 16S ribosomal RNA, partial sequ 
Clostridiales; 


Peptoc 
gi 


somal RNA, parti 
Deinococci; 


gi 


ial sequence 3170548 31720 
occales; 


Deinoco 
gi 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Stre 
gi 


16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Stre 


219878228 
equence 


219857630 


Streptosporang 


219857523 


219857522 


219857502 


diales; 
219857454 
e 24085 
ales; 
219857212 


ales; 


219857210 


Streptosporangineae; 


219857193 
ence 
inomycet 


219857172 


219857150 


219856911 
1 sequence 
e; 
219856906 


kineae; Sp 
219846869 
ence 30784 
ellales; D 
219846867 
equence 

eria; Desu 


219846819 
ence 31537 
occaceae; 

219846808 
al sequenc 
; Deinococ 
219846807 


ccaceae; D 
219846754 


ptosporang 
219846753 


ptosporang 


gi 


Actinomyceta 


He 


Pseudonocardineae; 


Actinomycet 


ref |NR_025367.1 
1949601 195111 
les; 


ref |NR_025219.1 


ineae; 


ref|NR_025111.1 
ineae; Streptos 
ref|NR_025110.1 
29 Actinomadura 
ineae; 


ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 
ref |NR_025042.1 


porangineae; 


ref |NR_024840.1 
99 2668066 Saccha 
P 


ref|NR_024838.1 
87 Microbispora 


NR_024821.1 
2692168 269363 
ales; Streptospo 
ref |NR_024800.1 
neae; Micromonos 
ref|NR_024778.1 
ineae; Streptosp 
ref |NR_024732.1 

2818334 281977 
ales; Strept 
ref|NR_024727.1 
orichthyaceae; S 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref |NR_026459.1 

3081609 308313 
lfurellales; Des 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026399.1 


einococcus. 
ref |NR_026346.1 


ineae; Streptos 
ref |NR_026345.1 


ineae; Streptos 


219846751 


Pseudonocardia 
2 Pseudonocardia 


Pseudonocardineae; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
Nocardiop 


saceae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
porangiaceae; Nonomuraea. 


Actinomadura mexicana 


mexicana Bacteria; 
Thermomonosporaceae; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Streptomonospora 


77 2410105 Streptomonospora salina 
Streptos 


Nocardiopsaceae; 
Saccharopolyspora 
ropolyspora taberi 


seudonocardiaceae; 


Microbispora mesophila 


mesophila Bacteria; 
Streptosporangiaceae; 


Planotetraspora 
9 Planotetraspora 
rangineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 
Planomonospora 
7 Planomonospora 


osporangineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 

4 Desulfurella 
ulfurellaceae; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
porangiaceae; Nonomuraea. 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 
porangiaceae; 


ref|NR_026343.1 


Actinomadura madurae 


strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


104044 Bacteria_16S 3398616 3398545 21 92 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

104044 Bacteria_16S 3587951 3587880 12 83 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
104044 Bacteria_16S 4218203 4218140 21 84 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

104044 Bacteria_16S 39603 39541 30 92 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104044 Bacteria_16S 224091 224021 22 92 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

104044 Bacteria_16S 312151 312089 30 92 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104044 Bacteria_16S 387827 387757 22 92 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

104044 Bacteria_16S 426468 426398 12 82 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

104044 Bacteria_16S 541263 541201 30 92 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104044 Bacteria_16S 726244 726174 22 92 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

104044 Bacteria_16S 735243 735173 22 92 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
104044 Bacteria_16S 856395 856313 22 104 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

104044 Bacteria_16S 905002 904932 22 92 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

104044 Bacteria_16S 1080891 1080821 22 92 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
strain NAF0O01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104044 Bacteria_16S 1159571 1159501 22 92 gi|228721485|ref|NR_027608.1| Desulfotomaculum 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

104044 Bacteria_16S 1180882 1180792 14 104 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 


Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 

104044 Bacteria_16S 1218536 1218466 12 82 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 

strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 

Luteococcus. 

104044 Bacteria_16S 1313516 1313446 22 92 gi| 228718892 |ref|NR_027577.1| Thermoanaerobacter 

brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

104044 Bacteria_16S 1318182 1318120 30 92 gi|228715349|ref|NR_027521.1| Staphylococcus 

schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104044 Bacteria_16S 1319724 1319662 30 92 gi| 228715347 |ref|NR_027519.1| Staphylococcus capitis 

subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 

capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104044 Bacteria_16S 1321266 1321204 30 92 gi|228715346|ref|NR_027518.1| Staphylococcus 

carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
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104044 Bacteria_16S 2877227 2877157 22 92 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

104044 Bacteria_16S 2909165 2909103 30 92 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104044 Bacteria_16S 2912251 2912189 30 92 gi| 219856848 |ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104044 Bacteria_16S 2913795 2913733 30 92 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104044 Bacteria_16S 2968221 2968151 12 82 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 

104044 Bacteria_16S 3130073 3130003 22 92 gi|219846835|ref|NR_026427.1| Halanaerobacter 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 3129667 3131049 Halanaerobacter 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
104044 Bacteria_16S 3201469 3201407 20 82 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

104044 Bacteria_16S 3205929 3205867 20 82 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

104044 Bacteria_16S 3233133 3233051 22 104 gi|219846765|ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

104044 Bacteria_16S 3287587 3287525 21 83 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 

104044 Bacteria_16S 3457149 3457079 12 82 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
104044 Bacteria_16S 3540694 3540624 22 92 gi|219846549|ref|NR_026141.1| Bacillus clarkii 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104044 Bacteria_16S 3785495 3785417 15 92 gi|219846373|ref|NR_025964.1| Mycoplasma simbae 
strain LX 16S ribosomal RNA, partial sequence 3785096 3786526 Mycoplasma simbae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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408966 41045 


435340 43687 


e 449186 45061 


493586 49506 


495118 49657 
e; Actinomycet 


NR_029302.1 
cterineae; 


NR_029297.1 
arians Bact 
curia. 
NR_029288.1 


1lulomonadac 
NR_029281.1 


cineae; Mic 


NR_029272.1 
0 
es; Kineospo 
NR_029206.1 
6 
a 


es; Coryneb 


NR_029161.1 


Comamonas. 
NR_029114.1 
9 
t 


ales; Strep 


NR_029110.1 
es; 


NR_029108.1 
ulmi Bacter 
Agromyces. 
NR_029100.1 
1 
es; Micrococ 
NR_029094.1 

398145 
cetales; Cor 


NR_029089.1 


omicromonosp 
NR_029087.1 
5 
s; Streptomy 
NR_029069.1 
1 
ales; Strept 
NR_029060.1 
5 
oO 


ales; Pseud 


e 


Oo. 
r 


Tsukamurella pulmonis 


murella pulmonis 
T 


sukamurellaceae; 


Kocuria varians strain 
ria; Actinobacteria; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Kineococcus 
Kineococcus 
riineae; 

Rhodococcus 
Rhodococcus 


cterineae; Nocardiaceae; 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Streptomyces 
Streptomyces 
omycineae; 


Kitasatospora 
Kitasatospora 


Agromyces ulmi strain 
ia; Actinobacteria; 


Myceligenerans 
Myceligenerans 
cineae; 


Nocardia 
399618 Nocardia 


ynebacterineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 


Streptomyces 
Streptomyces 
cineae; 


Kitasatospora 
Kitasatospora 
omycineae; 


Saccharothrix 
Saccharothrix 
nocardineae; 


NR_029027.1 
7 
les; Microco 
NR_029026.1 
1 
c 


ales; Micro 


NR_029001.1 


ref 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


occineae; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 
Ottowia. 


NR_028988.1 


Streptomyces 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 


flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
104044 Bacteria_16S 
strain B22P3 16S 


104044 Bacteria_16S 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


598662 598601 21 


600192 600131 21 


82 
sequence 


omycetales; 


82 


gi 
598291 59976 
Streptomycineae; 


gi 


cangkringensis strain D13P3 16S ribosomal RNA, partial 


cangkringensis Bacteria; Actinobacteria; 
Streptomyces. 


Streptomycetaceae; 
104044 Bacteria_16S 
strain Muenster 2 


104044 Bacteria_16S 
strain HKI 0120 1 


104044 Bacteria_16S 
strain HKI 0119 1 


104044 Bacteria_16S 


000 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteri 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


630774 630713 21 


635337 635276 21 


636868 636807 21 


641504 641443 21 


Actinobacteridae; 


82 


82 


82 


82 


gi 
partial sequence 
dae; Actinomycetales; 
gi 
ial sequence 634924 63640 
omycetales; Micrococcineae 
gi 
ial sequence 636453 63793 
omycetales; Micrococcineae 


gi 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial 


lacusekhoensis Bacteria; Actinobacteria; 
Micrococcaceae; Nesterenkonia. 


104044 Bacteria_16S 
strain CMS90 16S 


104044 Bacteria_16S 


melanosporofaciens strain NRRL B-12234 
melanosporofaciens Bacteria; Actinobact 
Streptomyces. 


Streptomycetaceae; 
104044 Bacteria_16S 


beijiangensis strain YIM6 16S ribosomal 
beijiangensis Bacteria; Actinobacteria; 
Streptomyces. 


Streptomycetaceae; 
104044 Bacteria_16S 


strain S1 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 


radiotolerans strain SRS30216 16S ribos 
radiotolerans Bacteria; Actinobacteria; 
Kineococcus. 


Kineosporiaceae; 
104044 Bacteria_16S 
strain AS4.0578 1 


104044 Bacteria_16S 
strain NRRL B-161 


Lentzea. 
104044 Bacteria_16S 
strain VKM Ac-179 


Rathayibacter. 
104044 Bacteria_16S 


aerocolonigenes strain NRRL B-3298 16S 
aerocolonigenes Bacteria; Actinobacteria 
Lechevalieria. 


Actinosynnemataceae; 
104044 Bacteria_16S 
pretiosum subsp. 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


37 16S ribosomal RNA, 


Bacteria; Actinobacteria; Actinobacteri 


9 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacteri 


646204 646143 21 


656515 656454 21 


786349 786288 21 


836835 836774 21 


851827 851766 21 


877539 877478 21 


880546 880485 21 


885129 885068 21 


912749 912688 21 


914307 914246 21 


Actinobacteridae; 


82 
sequence 


82 


82 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


82 


quence 
omycetales; 


82 


82 


82 


82 


82 


82 


gi 
64 


omycetales; Micrococcineae 


gi 


16S ribosomal RNA, partial 
eria; Actinobacteridae; Ac 


gi 


gi 
83 


Corynebacterineae; 


gi 


omal RNA, partial sequence 
Actinobacterida 


gi 


ial sequence 877138 87856 
omycetales; 


gi 


partial sequence 
dae; Actinomycetales; 


gi 


artial sequence 
dae; Actinomycetales; 


gi 


gi 


pretiosum strain C-15003 16S ribosomal 


265678653 


265678630 
63034 

Micr 
265678627 


265678626 


265678623 
sequence 
Actino: 


265678620 
5783 64725 


265678612 


265678521 


265678488 
6449 83791 


265678478 


265678460 


265678458 
88012 


265678454 
88470 


265678436 


ribosomal RNA, partial sequence 
; Actinobacteridae; 


265678435 


e; Actinomycetales; 


Pseudonocardineae; 


Micrococcineae; Micr 


Actinomycetales; 


RNA, partial 


ref |NR_028958.1 
1 Streptomyces 


ref |NR_028935.1 
ococcineae; 
ref |NR_028932.1 


ref|NR_028931.1 


ref|NR_028928.1 
641107 642573 
mycetales; 


sequence 656132 
tinomycetales; 


ref |NR_028825.1 
785920 787418 


ref |NR_028791.1 


ref |NR_028781.1 
851409 852783 
Kineos 


ref |NR_028763.1 
Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 


ref|NR_028756.1 
1 886196 Rathay 


ref|NR_028738.1 
912332 
Pseu 
ref |NR_028737.1 


sequence 


Streptomycetaceae; 


Streptomycineae; 


Streptomyces javensis 
javensis Bacteria; 
Streptomyces. 


265678652|ref|NR_028957.1| Streptomyces 
sequence 599812 601293 Streptomyces 
Actinomycetales; Streptomycineae; 


Kytococcus schroeteri 


9 631823 Kytococcus schroeteri 
Dermacoccaceae; 


Kytococcus. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
; Intrasporangiaceae; 


Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
; Intrasporangiaceae; 


Knoellia. 
Nesterenkonia 
Nesterenkonia 


Micrococcineae; 


ref|NR_028925.1] Arthrobacter roseus 
9 Arthrobacter roseus Bacteria; 

3} Micrococcaceae; Arthrobacter. 
ref|NR_028917.1| Streptomyces 


657614 Streptomyces 


Streptomycineae; 


Streptomyces 
Streptomyces 


Streptomycineae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 
Nocardiaceae; 


Nocardia. 
Kineococcus 
Kineococcus 
poriineae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Pseudonocardineae; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
104044 Bacteria_16S 


948396 948331 17 


82 


strain PHL 16S ribosomal RNA, partial sequence 


Proteobacteria; 
104044 Bacteria_16S 


951516 951479 17 


54 


strain 146 16S ribosomal RNA, partial sequence 


Proteobacteria; 
104044 Bacteria_16S 


psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


psychrophila Bacteria; 
Simplicispira. 
104044 Bacteria_16S 


953067 953030 17 
Proteobacteria; 


954627 954590 17 


54 


54 


Pseudonocardineae; Actinosynnemataceae; 


gi 
94 


gi 
95 


gi 


gi 


265678413 
7973 94948 


265678411 
1100 95259 


265678410 


Actinosynnema. 


Burkholderiales; 


ref|NR_028715.1 
Acidovorax. 
ref |NR_028713.1 
Curvibacter. 
ref |NR_028712.1 

952645 954156 


265678409 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Simplicispira 
Simplicispira 


Comamonadaceae; 


ref|NR_028711.1 


Giesbergeria sinuosa 


strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 


104044 Bacteria_16S 1037211 1037174 17 


54 


strain 7-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
104044 Bacteria_16S 
strain IFM 10035 


1038737 1038676 21 


Betaproteobacteria; Burkholderiales; Co 


82 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 
strain IFM 0784 16S ribosomal RNA, part 


1040246 1040185 21 


82 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 
strain IFM 0575 16S ribosomal RNA, part 


1041784 1041723 21 


82 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 
strain IFM 10084 


1043344 1043283 21 


82 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 1044900 1044839 21 
strain YZ-96 16S ribosomal RNA, partial 


82 
sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 
strain IFM 0245 16S ribosomal RNA, part 


1052476 1052415 21 


82 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 1075021 1074960 21 
tukisamuensis strain Mb8 16S ribosomal 
tukisamuensis Bacteria; Actinobacteria; 
Nocardiaceae; Rhodococcus. 

104044 Bacteria_16S 1085407 1085346 21 
strain JCM 4837 16S ribosomal RNA, part 


82 


82 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 1130836 1130775 21 
strain ES10.1 16S ribosomal RNA, partia 


82 


1 sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 1217092 1217031 21 
strain Cal06 16S ribosomal RNA, partial 


104044 Bacteria_16S 1221562 1221501 21 
strain Se-3111 16S ribosomal RNA, parti 


104044 Bacteria_16S 1325885 1325824 21 


82 
sequence 


82 


al sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


82 


YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 1330437 1330376 21 
thermacidophilum subsp. porcinum strain 


Bifidobacteriales; Bifidobacteriaceae; 
104044 Bacteria_16S 1344266 1344205 21 
obscurus DSM 43160 16S ribosomal RNA, p 
43160 Bacteria; Actinobacteria; Actinob 
Geodermatophilus. 
104044 Bacteria_16S 


1345796 1345735 21 


82 


gi| 265678353 


1036784 10382 
mamonadace 


gi| 265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Corynebacterin 


gi| 265678351 


ial sequence 1039882 10413 


gi| 265678350 


ial sequence 1041385 10428 


gi| 265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


gi| 265678348 


1044481 10459 
Corynebacterineae; 


gi| 265678342 


ial sequence 1052113 10535 


gi| 265678327 


RNA, partial sequence 
Actinobacterida 


gi| 265678319 


ial sequence 1085003 10864 


gi| 253680769 


1130448 11319 
Streptosporang 


gi| 219878473 


1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


gi|219878356 


1221167 12226 


gi| 219846136 


1325499 13269 
Corynebacterineae; 


gi| 219846082 


P3-14 16S ribosomal RNA, 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacterium. 


82 


artial sequence 
acteridae; Actin 


82 


228721038 
13438 


gi 


gi|228720938 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 


4810 Bacteria; Ac 
Brachybacterium. 
104044 Bacteria_16S 
naphthalenivorans 
CJ2 Bacteria; 
104044 Bacteria_16S 1421072 1421011 21 
psychrophenolicus strain AG31 16S ribos 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 
104044 Bacteria_16S 1425712 1425651 21 
violaceolatus strain DSM 40438 16S ribo 
violaceolatus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

104044 Bacteria_16S 1427277 1427216 21 
coelescens strain 
coelescens Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 

104044 Bacteria_16S 1460720 1460659 21 


1376062 1375997 17 


82 


CJ2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkh 


82 


omal RNA, partia 
Bacteria; Actinobacteria; Actinobacteridae; 


82 


somal RNA, parti 
Actinobacteridae; 


82 


AS 4.1594 16S ribosomal RNA, partial 
tinobacteridae; 


82 


strain CCM 132 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104044 Bacteria_16S 1480563 1480526 17 


54 


tinobacteria; Actinobacteridae; Actinomycetales; 


228717818 
13756 


gi 


gi|224581444 


224581441 
al sequenc 
Act 


gi 


224581440 
sequence 


gi 


gi| 224581412 
1460297 14618 


gi|219878371 


denitrificans strain K601 16S ribosomal RNA, partial sequence 


occineae; 


occineae; 


omycetales; 


olderiales; 


1 sequence 


ococcineae; 


ref 


ae; 
ref 


eae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
Ss 


ref 


ref 


Mi 
ref 


Be 


ref 


ref 


ref 


BG 


ref 


Mic 


ref 


Co: 
ref 


ref 


ref 


ref 


Mi 


1074605 107593 
e; Actinomycet 


81 Streptomyces 
Streptomycineae; 


04 Nocardiopsis 
ineae; 


48 Arthrobacter 


44 Nocardia alba 


complete sequenc 


50 1345331 Geoder 


82 1346861 Brachy. 


65 1377116 Polaro 


1420664 14221 
Actinomycetales; Mi 


e 1425302 14268 
inomycet 


1426862 14283 
Actinomycetale 


NR_028655.1 


Curvibacter. 
NR_028654.1 


Nocardiace 
NR_028653.1 


Nocardiace 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028629.1 


ales; Coryne 


NR_028621.1 


treptomyceta 
NR_028017.1 


Nocardiop 
NR_025612.1 


crococcaceae 
NR_025495.1 


utenbergiace 
NR_025726.1 


Nocardiacea 
NR_025672.1 


NR_027601.1 
ankineae; Ge 
NR_027599.1 
rococcineae; 


NR_027567.1 


mamonadaceae 
NR_027226.1 
6 


NR_027223.1 
1 
ales; Strept 
NR_027222.1 
7 
s; Streptomy 
NR_027193.1 


crococcaceae 


ref 


a 


a 


’ 


, 


1 


6 


’ 


NR_025510.1 


e; 


e; 


e; 


e; 


e; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 
e; 


Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
Corynebacterineae; 


Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
Corynebacterineae; 


Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 
Corynebacterineae; 


Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
Corynebacterineae; 


Nocardia. 
Rhodococcus 


5 Rhodococcus 
bacterineae; 


Streptomyces tauricus 


tauricus Bacteria; 
ceae; 


Streptomyces. 
Nocardiopsis exhalans 


exhalans Bacteria; 
saceae; Nocardiopsis. 


Arthrobacter bergerei 


bergerei Bacteria; 


Arthrobacter. 
Salana multivorans 


13 Salana multivorans Bacteria; 
ae; 


Salana. 
Nocardia alba strain 


Bacteria; 
e; 


Nocardia. 
Bifidobacterium 


e 1330013 1331535 


Geodermatophilus 


matophilus obscurus DSM 
odermatophilaceae; 


Brachybacterium 


bacterium faecium DSM 


Dermabacteraceae; 


Polaromonas 


monas naphthalenivorans 


Polaromonas. 
Arthrobacter 


4 Arthrobacter 
crococcineae; 


Streptomyces 
Streptomyces 


omycineae; 


Streptomyces 
Streptomyces 


cineae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


Kocuria. 
Alicycliphilus 


1480151 1481652 Alicycliphilus 


denitrificans K601 Bacteria; 


Alicycliphilus. 

104044 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 


Proteobacteria; 


1536281 1536220 21 


NRRL B-16134 16S ribosomal 


Saccharothrix. 
1537843 1537782 21 


Betaproteobacteria; Burkholderiales; Comamonadaceae; 


82 


82 


gi 


219857378 
RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 


gi 


219857377 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; Saccharothrix. 


104044 Bacteria_16S 


Actinosynnemataceae; Actinokineospora. 
104044 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
104044 Bacteria_16S 
paranensis strain HKI 0190 


Actinokineospora. 


Streptomycetaceae; Kitasatospora. 
104044 Bacteria_16S 
terrestris strain HKI 0186 


Streptomycetaceae; Kitasatospora. 
104044 Bacteria_16S 
gansuensis strain HKI 0314 


Streptomycetaceae; Kitasatospora. 
104044 Bacteria_16S 


104044 Bacteria_16S 
strain DSM 40258 


104044 Bacteria_16S 


tubercidicus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

104044 Bacteria_16S 
strain DSM 43049 


104044 Bacteria_16S 


Streptomycetaceae; Streptomyces. 
104044 Bacteria_16S 
strain DSM 40597 


104044 Bacteria_16S 


Streptomycineae; Streptomycetaceae; 
104044 Bacteria_16S 
strain DSM 12798 


104044 Bacteria_16S 


arilaitensis Bacteria; Actinobacteria; 
Arthrobacter. 
104044 Bacteria_16S 


Pseudonocardiaceae; Amycolatopsis. 
104044 Bacteria_16S 
metallicus strain 


Nocardiopsis. 
104044 Bacteria_16S 
sacelli strain LMG 20345 16S ribosomal 


1540952 1540891 21 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 


1542512 1542451 21 
NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


1555956 1555895 21 
1557450 1557389 21 
1558944 1558883 21 


1575455 1575394 21 
strain JCM 9114 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actinomycetales; 
1589240 1589179 21 
16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actinomycetales; 
1590788 1590727 21 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial 

, 


1596977 1596916 21 
16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actinomycetales; 
1598525 1598464 21 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1600073 1600012 21 
16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actinomycetales; 
1601621 1601560 21 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal 

Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; 
Streptomyces. 
1604726 1604665 21 
16S ribosomal RNA, par 


1674532 1674471 21 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; 


1743232 1743171 21 
R2A 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1760006 1759945 21 


82 gi 


82 gi 
82 


gi 


82 gi 


sequence 
Actinomycetales; 


219857375 
Actinomycetales; 
219857374 
Actinomycetales; 
219846194 


16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
219846193 
16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


82 gi 


82 gi 


82 gi 


82 gi 
Actinobacteridae 


82 gi 


82 gi 


82 gi 


82 gi 


82 gi 


82 gi 
RNA, partial sequence 
Actinobacteridae; 


82 gi 


82 gi 


82 gi 
RNA, partial sequence 


219846192 
16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
219856867 
ial sequence 1575051 15765 
Pseudonocardineae; 
219878485 
tial sequence 1588843 1590340 Streptomyces 


219878480 
tial sequence 1596580 1598077 Streptomyces 


219878478 
tial sequence 1599676 1601173 Streptomyces 


219878474 
tial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
1606267 1606206 21 
arilaitensis strain Rel17 16S ribosomal 


219878472 
Actinomycetales; 
219878425 
Actinomyc 
219878378 
17428 


Streptosporangineae; 


219878365 


ref|NR_024966.1 


ref |NR_024965.1 


ref|NR_024963.1 


ref |NR_024962.1 


ref|NR_025784.1 


ref|NR_025783.1 
1557082 155852 


ref|NR_025782.1 
1558576 156000 


ref|NR_024686.1 


ref |NR_025624.1 


ref|NR_025623.1 
1590391 159188 
Strepto 


ref|NR_025619.1 


ref|NR_025618.1 


159812 
ref 


NR_025617.1 


ref|NR_025616.1 


ref|NR_025613.1 
05 Arthrobacter 


Microco 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


ref|NR_025517.1 
31 1744318 Nocard 


Saccharothrix 


sequence 1535864 1537375 Saccharothrix 
Pseudonocardineae; 


Saccharothrix 


1537426 1538935 Saccharothrix 
Pseudonocardineae; 


Actinokineospora 


ce 1540535 1542044 Actinokineospora 
Pseudonocardineae; 


Actinokineospora 


sequence 1542095 1543606 Actinokineospora 
Pseudonocardineae; 


Kitasatospora 


1555586 1557031 Kitasatospora 
Streptomycineae; 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Kitasatospora 
4 Kitasatospora 


Streptomycineae; 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Streptomyces catenulae 


catenulae Bacteria; 
Streptomycineae; Streptomycetaceae; 
219878484 
sequence 
Actinomycetales; 


Streptomyces. 
Streptomyces 

8 Streptomyces 
mycineae; 


Streptomyces niger 


niger Bacteria; 
Streptomycineae; Streptomycetaceae; 
219878479 


Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


violens Bacteria; 
Streptomycineae; Streptomyceta 
219878477 
RNA, partial sequence 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


ref|NR_025504.1 
1759669 176107 


Brachybacterium 
3 Brachybacterium 


sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 


Brachybacterium. 


104044 Bacteria_ 
fresconis strain 


fresconis Bacteri 
Brachybacterium. 
104044 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S 
paraconglomeratum Bacteria; Actinobacte 
Dermabacteraceae; Brachybacterium. 
104044 Bacteria_16S 1771905 1771844 21 
strain ISP 5293 16S ribosomal RNA, part 


104044 Bacteria_16S 1773403 1773342 21 
roseoviolaceus strain ISP 5277 16S ribo 
roseoviolaceus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 
104044 Bacteria_16S 1799132 1799071 21 
gandavensis strain R 5812 16S ribosomal 
gandavensis Bacte 
Arthrobacter. 
104044 Bacteria_16S 
marimammalium str 
marimammalium Bacteria; Actinobacteria; 
Actinomycetaceae; Actinomyces. 

104044 Bacteria_16S 1931774 1931713 21 
radicidentis stra 


1910271 1910210 21 


Actinomycetaceae; Actinomyces. 

104044 Bacteria_16S 1936199 1936162 17 
nitrativorans str 
nitrativorans Bacteria; 
104044 Bacteria_16S 
strain CCUG 41706 


Proteobacteria; 
1951578 1951517 21 
16S ribosomal RNA, pa 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


104044 Bacteria_16S 
strain CF-25 16S 


1957483 1957422 21 
ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


104044 Bacteria_16S 2053852 2053791 21 
stelliscabiei strain CFBP 4521 16S ribo 
stelliscabiei Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

104044 Bacteria_16S 2065917 2065856 21 


antarcticus strain T2 16S ribosomal RNA, partial sequen 


Bacteria; Actinobacteria; Actinobacteri 
104044 Bacteria_16S 2110234 2110173 21 
strain DSM 43030 


ria; Actinobacte 


82 


ial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


82 


somal RNA, parti 


ria; Actinobacteria; Actinobacteridae; 


ain CCUG 41710 16S ribosomal RNA, part 


in CCUG 36733 16S ribosomal RNA, parti 


radicidentis Bacteria; Actinobacteria; Actinobacteridae; 


ain 23310 16S ribosomal RNA, partial s 


16S ribosomal RNA, partial sequence 2109822 21113 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 2167700 2167639 21 
strain PK-Blue 16S ribosomal RNA, parti 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 2182881 2182820 21 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
104044 Bacteria_16S 
strain 462/2 16S 
Tenericutes; Moll 
104044 Bacteria_16S 2235926 2235853 11 
thiodismutans strain MLF1 16S ribosomal 
thiodismutans Bacteria; Proteobacteria; 
Desulfonatronum. 
104044 Bacteria_16S 
puniciscabiei strain S77 16S ribosomal 
puniciscabiei Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

104044 Bacteria_16S 2248040 2247979 21 
luridiscabiei strain S63 16S ribosomal 
luridiscabiei Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

104044 Bacteria_16S 


2207128 2207051 15 
ribosomal RNA, partial 


2246463 2246402 21 


2257228 2257167 21 


icutes; Mycoplasmataceae; Mycoplasma. 


ridae; 


gi|219878355 


Streptomycineae; 


219878354 
al sequenc 


gi 


Act 


ref|NR_025494.1 
83 Streptomyces 
Streptomycet 
ref |NR_025493.1 
e 1773034 177448 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


16S 1761527 1761466 21 82 gi|219878364|ref|NR_025503.1| Brachybacterium 
LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
1763049 1762988 21 82 gi|219878363|ref|NR_025502.1| Brachybacterium 
ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 


inomycetales; Micrococcineae; 


Streptomyces arenae 


arenae Bacteria; 
aceae; 


Streptomyces. 
Streptomyces 
1 Streptomyces 


Actinobacteridae; Actinomycetales; Streptomycineae; 
82 gi|219878336|ref|NR_025475.1| Arthrobacter 
RNA, partial sequence 1798724 1800168 Arthrobacter 
Actinomycetales; Micrococcineae; Micrococcaceae; 
82 gi|219878256|ref|NR_025395.1| Actinomyces 
ial sequence 1909867 1911282 Actinomyces 
Actinobacteridae; Actinomycetales; Actinomycineae; 
82 gi|219878240|ref|NR_025379.1| Actinomyces 
al sequence 1931360 1932760 Actinomyces 
; Actinomycetales; Actinomycineae; 
54 gi|219878237|ref|NR_025376.1| Comamonas 
equence 1935800 1937297 Comamonas 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
82 gi|219878227|ref|NR_025366.1| Actinomyces canis 
rtial sequence 1951163 1952590 Actinomyces canis Bacteria; 
nomycineae; Actinomycetaceae; Actinomyces. 
82 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
occineae; Micrococcaceae; Arthrobacter. 
82 gi|219878155|ref|NR_025294.1| Streptomyces 
somal RNA, partial sequence 2053442 2054919 Streptomyces 
Actinobacteridae; Actinomycetales; Streptomycineae; 
82 gi|219878146|ref|NR_025285.1| Micrococcus 
ce 2065512 2067008 Micrococcus antarcticus 
dae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
82 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
82 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
al sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
82 gi|219857611|ref|NR_025200.1| Actinomyces 
2182453 2183877 Actinomyces 
Actinomycetales; Actinomycineae; 
92 gi|219857594|ref|NR_025182.1| Mycoplasma dispar 
sequence 2206719 2208193 Mycoplasma dispar Bacteria; 
84 gi|219857575|ref|NR_025163.1| Desulfonatronum 
RNA, partial sequence 2235498 2236978 Desulfonatronum 
Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
82 gi|219857568|ref|NR_025156.1| Streptomyces 
RNA, partial sequence 2246040 2247565 Streptomyces 
Actinobacteridae; Actinomycetales; Streptomycineae; 
82 gi|219857567|ref|NR_025155.1| Streptomyces 
RNA, partial sequence 2247616 2249142 Streptomyces 
Actinobacteridae; Actinomycetales; Streptomycineae; 
82 gi|219857561|ref|NR_025149.1| Streptomyces 
2256827 2258294 Streptomyces 
Streptomycineae; 


104044 Bacteria_16S 


2304384 2304347 17 


54 


strain KF46F 16S ribosomal RNA, partial sequence 


104044 Bacteria_16S 


sulfonivorans strain ALL 16S 
sulfonivorans Bacteria; Acti 
Micrococcaceae; Arthrobacter. 


104044 Bacteria_16S 


methylotrophus strain TGA 16 
methylotrophus Bacteria; Act 
Micrococcaceae; Arthrobacter. 


104044 Bacteria_16S 


2346710 2346649 21 


2348219 2348158 21 


2352711 2352674 17 


82 


82 


54 


gi 


2303983 23054 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi 


gi 


gi 


219857526 


219857496 


ribosomal RNA, partial sequence 
nobacteria; Actinobacteridae; 


219857495 


S ribosomal RNA, partial sequence 
inobacteria; Actinobacteridae; 


219857492 


denitrificans strain 123 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; 


104044 Bacteria_16S 
strain IMMIB D-15 


104044 Bacteria_16S 
strain AS4.1521 1 


104044 Bacteria_16S 
strain B1/T1 16S 


Proteobacteria; 
2383140 2383079 21 


2437917 2437856 21 


2483220 2483143 15 


Betaproteobacteria; 


82 


82 


92 


ribosomal RNA, partial sequence 


gi 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


gi 


2482825 24842 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


104044 Bacteria_16S 
strain T1-xX7 16S 


104044 Bacteria_16S 
strain DNP505 16S 


104044 Bacteria_16S 
pachnodae strain 


Xylanimicrobium. 
104044 Bacteria_16S 
chlorophenolicus 
chlorophenolicus 


104044 Bacteria_16S 


yeochonensis strain CN 732 16S ribosoma 
yeochonensis Bacteria; Actinobacteria; 
Streptomyces. 


Streptomycetaceae; 
104044 Bacteria_16S 
albus strain JL 8 


Streptacidiphilus. 
104044 Bacteria_16S 


carbonis strain JL 415 16S ribosomal RN 
Bacteria; Actinobacteria; Actinobacteri 


Streptacidiphilus. 
104044 Bacteria_16S 
strain DSM 44262 


104044 Bacteria_16S 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


ribosomal RNA, partia 
Actinobacteria; Actinobacteridae; Actin 


VPCX2 16 
Bacteria; Actinobacteria; 


3 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteri 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


2492323 2492262 21 


2496705 2496644 21 


2513491 2513430 21 


2516515 2516454 21 


2518002 2517941 21 


2552271 2552210 21 


2553832 2553771 21 


2612329 2612268 21 


2719568 2719507 21 


A, 


82 
sequence 


omycetales; 


82 


1 sequence 
omycetales; 


82 


82 


82 


82 


82 


82 


82 


gi 


2491905 24933 


gi 


2496307 24977 
Corynebacterineae; 


gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


strain A-6 16S ribosomal RNA, partial 
Bacteria; 
Micrococcaceae; Arthrobacter. 


Actinobacteria; Actinobacteridae; 


gi 


gi 


complete sequence 
dae; Actinomycetales; 


gi 


gi 


gi 


219857471 


219857429 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857394 


219857388 


219857385 


219857368 


219857366 
sequence 


219857365 


1 RNA, partial sequence 
Actinobacteridae; 


219857342 


219857341 


complete sequence 25534 
dae; Actinomycetales; 


219857257 


tial sequence 2611942 26134 
omycetales; 


219857175 


Actino: 


Burkh 


23827 


25130 
Micrococ 


25518 
Streptomycineae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


2346319 234777 
Actinomycetales; 


2347826 23492 
mycetales; 


2352316 23537 
olderiales; 


52 2384208 Nocar 


49 Tetrasphaera 
Micrococcineae; Intrasporangiaceae; 


94 2514560 Xylani 


2516115 25175 
Actinomy 


2517611 25190 
Actinomyceta 


53 2553362 Strept 


13 2554923 Strept 
Streptomycineae; 


18 Amycolatopsis 
Pseudonocardineae; 


yamanashiensis strain IFM 0265 16S ribo 
yamanashiensis Bacteria; Actinobacteria 
Nocardiaceae; Nocardia. 
104044 Bacteria_16S 
baikonurensis strain Al-22 16S ribosoma 
baikonurensis Bacteria; Actinobacteria; 
Nocardiaceae; Rhodococcus. 

104044 Bacteria_16S 
terrae strain IFO 15668 16S ribosomal R 
Bacteria; Actinobacteria; Actinobacteri 
Actinokineospora. 
104044 Bacteria_16S 
strain IFO 16295 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


2746541 2746480 21 


2759954 2759893 21 


2770467 2770406 21 


somal RNA, partial 
; Actinobacteridae; 


sequ 
Act 


82 gi 
1 RNA, partial sequence 
Actinobacteridae; Acti 


82 gi 
NA, partial sequence 27 
dae; Actinomycetales; P 


82 gi 
tial sequence 2770058 27 
omycetales; Corynebacte 


104044 Bacteria_16S 
venezuelae strain JCM 4526 16S ribosoma 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


2772005 2771944 21 


219857156 


219857146 


219857137 


inomyce 
ref 
nomycet 
ref 
595 
seudono 
ref 


715 
rineae; 


ence 2719156 27206 


2746146 27474 


56 2761026 Actino 


NR_025114.1 


Xenophilus. 
NR_025084.1 


NR_025083.1 
8 


NR_025080.1 
5 


NR_025059.1 


NR_025017.1 


NR_024982.1 


NR_024976.1 


NR_024973.1 


NR_024956.1 
cineae; 


NR_024954.1 
6 
cetales; Mic 
NR_024953.1 
9 
Strepto 


les; 
NR_024930.1 
str 
NR_024929.1 
Str 
NR_024888.1 

Pseudonocar 
NR_024803.1 


5 


tales; Coryn 


NR_024784.1 


9 
ales; Coryne 
NR_024774.1 
cardineae; A 


NR_024765.1 


82 gi 
1 RNA, partial sequence 


219857136 


ref 


Comamonadaceae; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Arthrobacter 
5 Arthrobacter 


Micrococcineae; 


Arthrobacter 
4 Arthrobacter 


Micrococcineae; 


Comamonas 
7 Comamonas 
Comamonas. 
Nocardia abscessus 


dia abscessus Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Tetrasphaera japonica 


japonica Bacteria; 


Tetrasphaera. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Nocardia 
4 Nocardia 
ebacterineae; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Actinokineospora 
kineospora terrae 


ctinosynnemataceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 
Nocardiaceae; 


Rhodococcus. 


NR_024764.1 


Streptomyces 


2771601 2773083 Streptomyces 


Streptomycineae; 


104044 Bacteria_16S 2773540 2773479 21 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 2775078 2775017 21 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 2830797 2830736 21 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
104044 Bacteria_16S 2832335 2832274 21 
strain IMC S-0802 


104044 Bacteria_16S 2861589 2861552 17 


lanceolatus strain ATCC 14669 16S ribosomal RNA, partial 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; 


104044 Bacteria_16S 2939454 2939393 21 


82 


82 


82 


82 


54 


82 


IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 2980441 2980380 21 
thermovulgaris strain R10 16S ribosomal 
thermovulgaris Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 
104044 Bacteria_16S 2986554 2986493 21 
wratislaviensis strain NCIMB 13082 16S 


wratislaviensis Bacteria; Actinobacteria; 


Nocardiaceae; Rhodococcus. 
104044 Bacteria_16S 3044236 3044175 21 
faecitabidus strain YLM-1 16S ribosomal 
faecitabidus Bacteria; Actinobacteria; 
Rarobacteraceae; Rarobacter. 

104044 Bacteria_16S 3045768 3045707 21 
hortensis strain 


Ornithinicoccus. 
3080454 3080385 12 


Intrasporangiaceae; 
104044 Bacteria_16S 
propionica strain 
Bacteria; 
104044 Bacteria_16S 3092439 3092378 21 
strain TA68 16S ribosomal RNA, partial 


104044 Bacteria_16S 
strain TAGA27 16S 


3093957 3093896 21 


104044 Bacteria_16S 3098540 3098479 21 


strain F98.3HR69 


104044 Bacteria_16S 
strain ATCC 25470 


3104499 3104438 21 


104044 Bacteria_16S 
strain DSM 44267 


3152639 3152578 21 


104044 Bacteria_16S 3224108 3224047 21 


82 


RNA, partial sequence 
Actinobacteridae; 


82 


82 


RNA, partial sequence 
Actinobacteridae; 


82 


81 


82 


sequence 


82 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


82 


82 


82 


82 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 
29 


Pseudonocardineae; 


gi 


gi 


gi 


gi 


HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


U-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurellales; D 


gi 


3092041 30935 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


3093562 30950 


gi 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 


gi 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 
104044 Bacteria_16S 


3225553 3225492 21 


strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


104044 Bacteria_16S 3257276 3257215 21 


strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 3324134 3324073 21 
vinaceum strain DSM 43823 16S ribosomal 
vinaceum Bacteria; 
Micromonosporaceae; Dactylosporangium. 
104044 Bacteria_16S 3325661 3325600 21 
roseum strain DSM 


Dactylosporangium. 
104044 Bacteria_16S 


3327182 3327121 21 


82 


82 


82 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


82 


82 


gi 


gi 


Streptosporang 


gi 


gi 


43916 16S ribosomal RNA, partial sequence 33252 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219857135 


219857133 


219856903 


219856902 
28319 


219856883 
sequence 
Burkhol 
219856830 
39058 29405 


219846936 


219846932 


ribosomal RNA, partial sequence 
Actinobacteridae; 


Actin 


219846892 


219846891 


219846868 
30800 


219846860 


219846859 


219846856 


219846852 


31040 


219846820 


219846771 
32236 
Acti 
219846770 
219846749 


219846702 


219846701 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Micromonosporineae; 


ref|NR_024763.1 
19 Streptomyces 


ref|NR_024761.1 
57 Streptomyces 
ref |NR_024724.1 


ref |NR_024723.1 


ref |NR_024702.1 


deriales; 
ref|NR_024649.1 


ref|NR_026528.1 


ref |NR_026524.1 
298615 


omycetales; 


ref|NR_026484.1 
3043846 304530 


ref|NR_026483.1 

3045360 304685 
ales; 
ref|NR_026460.1 


esulfurellaceae; 
ref|NR_026452.1 


ref|NR_026451.1 


ref|NR_026448.1 
44 Arthrobacter 


ref|NR_026444.1 


ref|NR_026412.1 
; Intrasporangia 
ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 
ref |NR_026362.1 
; Intrasporangia 
ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026294.1 

3323723 332519 
les; Micromonosp 


ref |NR_026293.1 
49 3326720 Dactyl 


219846700 


ref|NR_026292.1 


; Micrococcaceae; 


Streptomyces peucetius 


peucetius Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 


2830390 2831877 Streptomyces 
Streptomycineae; 


Streptomyces albulus 


28 2833415 Streptomyces albulus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Curvibacter 


2861171 2862678 Curvibacter 
Comamonadaceae; 


Curvibacter. 
Lentzea albida strain 


28 Lentzea albida Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Streptomyces 


2980041 2981526 Streptomyces 
Streptomycineae; 


Rhodococcus 
6 2987629 Rhodococcus 


Corynebacterineae; 


Rarobacter 
9 Rarobacter 


Micrococcineae; 


Ornithinicoccus 
1 Ornithinicoccus 


Micrococcineae; 


Desulfurella 


33 3081558 Desulfurella propionica 


Desulfurella. 
Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
3; Micrococcaceae; 


Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 
; Micrococcaceae; 


Kocuria. 
Arthrobacter rhombi 


rhombi Bacteria; 


Arthrobacter. 
Streptomyces lydicus 


98 3105578 Streptomyces lydicus Bacteria; 
e; Streptomycetaceae; 


Streptomyces. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Dactylosporangium 

8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 


matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 


matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Dactylosporangium. 


104044 Bacteria_16S 3328701 3328640 21 82 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

104044 Bacteria_16S 3330229 3330168 21 82 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
104044 Bacteria_16S 3342314 3342253 21 82 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

104044 Bacteria_16S 3357680 3357619 21 82 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

104044 Bacteria_16S 3377481 3377420 21 82 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 
strain M17C 16S ribosomal RNA, partial sequence 3377063 3378542 Kytococcus sedentarius Bacteria; 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


omycetales; Micr 
3395586 3395525 21 82 gi 


oc 
219846648 


citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Promicromonospora. 

104044 Bacteria_16S 3397091 3397030 21 82 gi| 219846647 |ref|NR_026239.1 


strain DSM 43852 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 3400150 3400089 21 82 gi|219846645 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
104044 Bacteria_16S 3447855 3447794 21 82 gi|219846611 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Streptomyces. 
104044 Bacteria_16S 3449422 3449361 21 
strain NRRL 2418 16S ribosomal RNA, 


tial sequence 3396701 33981 
omycetales; Microc 


219846610 
34490 


82 gi 
complete sequence 


occineae 


occineae 


occineae; 


; De 


ref|NR_026240.1 


; Cellulomonadac 
ref|NR_026237.1 
13 Arthrobacter 
3 Micrococcacea 
ref|NR_026203.1 

3447437 344895 
tales; Streptomy 


ref|NR_026202.1 
03 3450520 Strept 


rmacoccaceae 


; Kytococcus. 
Promicromonospora 


romonospora citrea 


cineae; Promicromonosporaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter sulfureus 


sulfureus Bacteria; 
e: 


Arthrobacter. 
Streptomyces 
2 Streptomyces 
cineae; 


’ 


Streptomyces caelestis 
omyces caelestis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

104044 Bacteria_16S 3455601 3455540 21 82 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

104044 Bacteria_16S 3467767 3467706 21 82 gi|219846597|ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

104044 Bacteria_16S 3469293 3469232 21 82 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

104044 Bacteria_16S 3470811 3470750 21 82 gi|219846595|ref|NR_026187.1| Arthrobacter 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 3471862 Arthrobacter 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

104044 Bacteria_16S 3472321 3472260 21 82 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 


strain DSM 43205 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
104044 Bacteria_16S 3476906 3476845 21 82 gi|219846591 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequenc 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Nocardiaceae; Rhodococcus. 
104044 Bacteria_16S 3484401 3484340 21 82 gi| 219846586 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
104044 Bacteria_16S 3490597 3490536 21 82 gi|219846582 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Streptomyces. 
104044 Bacteria_16S 3637953 3637892 21 
thermocarboxydus strain AT37 16S riboso 
thermocarboxydus Bacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 


tial sequence 3471913 34733 


219846480 
sequence 
idae; Acti 


82 gi 
mal RNA, partial 
ia; Actinobacter 


eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ycetales; Coryne 


ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026174.1 

3490176 349169 
tales; Streptomy 


ref|NR_026072.1 
3637554 363905 
nomycetales; Str 


104044 Bacteria_16S 3641074 3641013 21 82 gi| 219846478 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus 
1 Rhodococcus 
bacterineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

3 Streptomyces 
cineae; 


Streptomyces 
3 Streptomyces 
eptomycineae; 


ref |NR_026070.1 
3640656 364213 


Kitasatospora 
0 Kitasatospora 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


104044 Bacteria_16S 


mediocidica strain IFO 14789 16S riboso 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
104044 Bacteria_16S 
strain OS-3256 16 


104044 Bacteria_16S 
strain ATCC 19812 


104044 Bacteria_16S 
strain ATCC 25495 


Streptomyces. 
104044 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribos 


Streptomycetaceae; 
104044 Bacteria_16S 


neyagawaensis strain ATCC 27449 16S rib 
neyagawaensis Bacteria; Actinobacteria; 


Streptomycetaceae; 
104044 Bacteria_16S 


diastatochromogenes strain ATCC 12309 1 


S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteri 


3642599 3642538 21 


3644131 3644070 21 


3919215 3919154 21 


3920796 3920735 21 


82 


82 


al sequence 
omycetales; 


82 


82 


gi 
mal RNA, partial 
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3643713 36451 
Streptomycineae; 
gi 
complete sequence 
omycetales; 


gi 


complete sequence 


219846477 
sequence 


219846476 


219846281 


219846280 


Actinomyc 


39187 
Streptomycineae; 


39203 


ref 
3 


ref 


ref 


87 3 


ref 


etales; 


93 Kitasatospora 


67 3921897 Strep 


NR_026069.1 
642181 36436 


NR_026068.1 
NR_025871.1 


920316 Strep 


NR_025870.1 


6 
Streptomycineae; 


Streptomycineae; 


Kitasatospora 
2 Kitasatospora 


Kitasatospora azatica 
azatica Bacteria; 


Streptomycetaceae; Kitasatospora. 


Streptomyces tendae 


tomyces tendae Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Streptomyces sampsonii 


tomyces sampsonii 


dae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
3922377 3922316 21 82 gi|219846279|ref|NR_025869.1| Streptomyces 
omal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomyces. 
3923957 3923896 21 82 gi|219846278|ref|NR_025868.1| Streptomyces 
osomal RNA, complete sequence 3923529 3925059 Streptomyces 
Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomyces. 
3925538 3925477 21 82 gi|219846277|ref|NR_025867.1| Streptomyces 
6S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 


diastatochromogenes Bacteria; Actinobac 
Streptomyces. 


Streptomycetaceae; 
104044 Bacteria_16S 
strain RL-34 16S 


ribosomal RNA, 


3928699 3928638 21 


82 


complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 


3962733 3962696 17 


54 


strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
104044 Bacteria_16S 
strain CM2104 16S 


104044 Bacteria_16S 


strain 20-5 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 
strain AS 4.1860 


104044 Bacteria_16S 
strain CPJVR-H 16 


104044 Bacteria_16S 
strain CA15-8 16S 


104044 Bacteria_16S 
olivochromogenes 
olivochromogenes 
Streptomycetaceae; 
104044 Bacteria_16S 
strain B7319 16S 


104044 Bacteria_16S 


koyangensis strain VK-A60 16S ribosomal 


Streptomycetaceae; 
104044 Bacteria_16S 


algeriensis strain SA 233 16S ribosomal 


Actinosynnemataceae; 
104044 Bacteria_16S 
strain C3H-21 16S 


ribosomal RNA, partia 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; Actin 


ribosomal RNA, partia 
Actinobacteria; Actinobacteridae; Actin 


strain DSM 40451 16S r 
Bacteria; Actinobacter 


Streptomyces. 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


Streptomyces. 


Saccharothrix. 


4011525 4011464 21 


4023616 4023555 21 


4074995 4074934 21 


4126482 4126421 21 


4199967 4199906 21 
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82 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


104044 Bacteria_16S 
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82 


gi 
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methylpentosum strain R2 16S ribosomal RNA, partial sequence 


methylpentosum Bacteria; 


104044 Bacteria_16S 


Firmicutes; 


70029 69985 48 


Clostridia; 


92 


Clostridiales; 


gi 
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succinivorans strain S1-1 16S ribosomal RNA, partial sequence 


succinivorans Bacteria; 


Firmicutes; 


Clostridia; 


ococcineae; 


ococcineae; 


Actinomycetal 


teria; Actinobacteridae; Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


s 
ref 


Mi 
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Actinomycetales; 


ref 


s 
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etal 
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64 Streptomyces 
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crococcaceae 
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Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 
Intrasporangiaceae; 


Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 
Microbacteriac 


eae; Agromyces. 
Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Streptomyces africanus 


africanus Bacteria; 
treptomycetaceae; 


Streptomyces. 
Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Streptomyces 

2 4202529 Streptomyces 
eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
5 Streptomyces 


Saccharothrix 
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cardineae; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Clostridium 
Clostridium 
lostridium. 
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Schwartzia 
Schwartzia 
chwartzia. 


104044 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


104044 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


104044 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


104044 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


104044 Bacteria_16S 
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104044 Bacteria_16S 
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Desulfotalea. 


104044 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


104044 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 
104044 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
104044 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; Clost 


104044 Bacteria_16S 


agaridevorans str 
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104044 Bacteria_16S 


stellifer strain 
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104044 Bacteria_16S 
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Bacteria; Firmicu 


104044 Bacteria_16S 
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104044 Bacteria_16S 
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104044 Bacteria_16S 
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brasilensis strai 
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104044 Bacteria_16S 
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Clostridium stercorarium subsp. 
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104044 Bacteria_16S 
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Deinococcus-Thermus; 


104044 Bacteria_16S 
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392463 392419 48 92 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
432606 432562 48 92 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
688337 688265 12 84 gi 
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700397 700353 48 92 gi 
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v 
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gi 
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IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
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n CM1l 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
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ref|NR_029098.1| Paenibacillus 
392074 393575 Paenibacillus 

Paenibacillus. 
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68 Megamonas hypermegale Bacteria; 
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Paenibacillus cookii 
cookii Bacteria; 


Paenibacillus borealis 
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Paenibacillus 
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Clostridium. 


ref|NR_024820.1 


Borrelia turcica 


2693690 2694959 Borrelia turcica Bacteria; 


104044 Bacteria_16S 


2823254 2823182 11 83 gi 


219856908 


subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 


subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; 
104044 Bacteria_16S 


vitulinus strain 


vitulinus Bacteria; 
104044 Bacteria_16S 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial 
lugdunensis Bacteria; 
104044 Bacteria_16S 


strain ATCC 35538 
Bacteria; 


strain GraMall 16 
Proteobacteria; 


strain 2045-94 16 
Firmicutes; 


africanus strain 


Desulfovibrio. 


104044 Bacteria_16S 
chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 
chliarophilus Bacteria; 
104044 Bacteria_16S 


ruminis strain DS 
Bacteria; 


Pelobacter. 


104044 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridium. 
104044 Bacteria_16S 


Clostridiaceae; 


fusiformis strain 


Firmicutes; 
104044 Bacteria_16S 

arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
arlettae Bacteria; 
104044 Bacteria_16S 
strain RF-4 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
104044 Bacteria_16S 


Bacillales; Bacillales Family XI. 
104044 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; 


Firmicutes; 
104044 Bacteria_16S 

acidigallici strain DSM 2377 16S ribosomal RNA, partial 
acidigallici Bacteria; 


2907601 2907557 48 92 gi 
ATCC 51145 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Staphylococ 

2910691 2910647 48 92 gi 


Firmicutes; Bacillales; Staphyloc 
2915320 2915276 48 92 gi 
16S ribosomal RNA, partial sequence 

Bacillales; Staphylococcus. 
2916862 2916818 48 92 gi 
Firmicutes; Bacillales; 
3021407 3021335 20 


Staphylococc 
92 gi 


Deinococci; Thermales; 
3051852 3051780 12 
S ribosomal RNA, 


Thermaceae; 
84 gi 


3141998 3141954 48 92 

S ribosomal RNA, partial sequence 
Incertae 
84 gi 


gi 


3242303 3242231 12 


3389619 3389547 20 92 gi 
Deinococcus-Thermus; 
3444752 3444708 48 92 gi 
M 9236 16S ribosomal RNA, partial sequ 
Clostridia; Clostridiales; Veillo 
3520821 3520749 12 84 gi 
Proteobacteria; Deltaproteobacte 
3581754 3581690 20 84 gi 


p- thermolacticum strain TX41 16S ribo 


3704765 3704679 13 100 gi 


Deinococci; 


219856851 
sequence 
cus. 
219856849 
sequence 
occus. 

219856846 
29149 


219856845 
equence 
us. 

219846909 


3021006 30224 


Thermus. 
219846887 


complete sequence 3051418 30529 
Deltaproteobacteria; Desulfuromonadales 
104044 Bacteria_16S 


219846827 


3141609 31431 


Sedis; 
219846759 


219846652 


219846613 
ence 34443 
nellaceae; 
219846562 
sequence 
ria; Desul 


219846521 
somal RNA, 


219846433 


Hydrogenobacter. 


; Pelobacteraceae; 


Desulfovibrionales; 


Thermales; 


ref |NR_024729.1 
2822817 282431 


ref |NR_024670.1 
2907194 290869 


ref|NR_024668.1 
2910285 291177 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref |NR_026501.1 


ref 


NR_026479.1 


ref|NR_026419.1 


ref|NR_026351.1 
3241884 324339 
Desu 
ref|NR_026244.1 
338924 
Thermaceae; 
ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026154.1 
3520389 352188 
furomonadales; P 


ref|NR_026113.1 
partial sequenc 


ref|NR_026024.1 


Hydrogenobacter 
3 Hydrogenobacter 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Meiothermus 


Succiniclasticum 
iclasticum ruminis 
m. 

Pelobacter 
2 Pelobacter 
elobacteraceae; 


Clostridium 
e 3581316 3582832 


Prosthecobacter 


caprae 


Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


4 3390664 Meiothermus 
Meiothermus. 


FC4 16S ribosomal RNA, partial sequence 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicro 


104044 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


104044 Bacteria_16S 


strain ATCC 10379 
Bacteria; 


104044 Bacteria_16S 
16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


strain IFO 15474 


Herbidospora. 


104044 Bacteria_16S 
strain MB 1871 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Firmicutes; 


3704351 3705819 Prosthecobacter fusiformis 
c 


Verrucomicrobiaceae; Prosthecobacter. 


Bacillales; 
104044 Bacteria_16S 


4105173 4105129 48 


89438 89367 21 


92 


Paeni 
92 


Streptosporang 


gi|219846149 
4104804 41063 
bacillus. 

gi| 265679003 


hveragerdense strain JSP 16S ribosomal RNA, partial sequence 


hveragerdense Bacteria; 


Thermodesulfobacterium. 


104044 Bacteria_16S 


strain MCRL 0044 


265094 265031 21 


Thermodesulfobacteria; 


84 


Thermodesulfobacte 


gi| 265678883 


16S ribosomal RNA, partial sequence 264725 26613 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


104044 Bacteria_16S 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


104044 Bacteria_16S 
strain Wt/la 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


Deinococci; 


524513 524451 20 


529118 529063 37 


82 


92 


Deinococcales; 


265678702 
52414 
Cory 


gi 


gi| 265678699 
528726 53019 
Deinococcaceae; D 


3871842 3871798 48 92 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
lales; Bacillales Family XI. Incertae Se Gemella. 
3873429 3873385 48 92 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
3901193 3901130 21 84 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 


68 Herbidospora cretacea Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_025739.1 
11 Paenibacillus 


Paenibacillus lactis 
lactis Bacteria; 


ref|NR_029311.1| Thermodesulfobacterium 
89036 90489 Thermodesulfobacterium 

riales; Thermodesulfobacteriaceae; 

ref|NR_029189.1| Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
eae; Pseudonocardiaceae; Kutzneria. 
ref|NR_029007.1| Corynebacterium 

6 525550 Corynebacterium ciconiae 
nebacterineae; Corynebacteriaceae; 


ref|NR_029004.1| Deinococcus indicus 
2 Deinococcus indicus Bacteria; 
einococcus. 


104044 Bacteria_16S 
thermophilum stra 
thermophilum Bacteria; 

Thermodesulfobacterium. 
104044 Bacteria_16S 850302 850231 21 
strain OS Hl 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 

104044 Bacteria_16S 878992 878921 21 
marinus subsp. pastoris strain PCC 9511 


806247 806176 21 


Thermodesulfobac 


Prochlorococcus. 
1097532 1097470 21 


Prochlorococcaceae; 
104044 Bacteria_16S 
scabrisporus stra 
scabrisporus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

104044 Bacteria_16S 1114255 1114193 21 
strain I-132 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 1170249 1170186 21 
DSM 43833 16S ribosomal RNA, partial se 
Bacteria; Actinobacteria; Actinobacteri 
Thermobispora. 

104044 Bacteria_16S 


1304472 1304401 21 


owensensis OL 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 
104044 Bacteria_16S 2030596 2030537 20 
variabile strain 
variabile Bacteri 
Corynebacteriaceae; Corynebacterium. 
104044 Bacteria_16S 2166186 2166123 21 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiaceae; 
104044 Bacteria_16S 
strain G122 16S r 
Tenericutes; Moll 
104044 Bacteria_16S 
cinnamivorans str 
cinnamivorans Bacteria; Firmicutes; 
104044 Bacteria_16S 2668488 2668418 21 
spinosa strain DSM 44228 16S ribosomal 
spinosa Bacteria; Actinobacteria; Actin 
Pseudonocardiaceae; Saccharopolyspora. 
104044 Bacteria_16S 3166387 3166316 21 
radiophilus strain DSM 20551 16S riboso 
radiophilus Bacteria; 
104044 Bacteria_16S 3487534 3487473 21 
strain DSM 3133 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 
strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 
104044 Bacteria_16S 
vanneervenii stra 
Bacteria; Verruco 
104044 Bacteria_16S 
dejongeii strain 
Bacteria; Verruco 
104044 Bacteria_16S 
niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 
104044 Bacteria_16S 3747778 3747715 21 
strain IFO 14745 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 3881199 3881128 21 
thermocopriae strain JT-3 16S ribosomal 
thermocopriae Bacteria; Firmicutes; Clo 
Thermoanaerobacter. 
104044 Bacteria_16S 


Pseudonocardia. 
2380065 2380010 37 


2430294 2430231 20 


3495061 3494990 21 
16S ribosomal RNA, 


3707802 3707716 13 


3709321 3709235 13 


3740462 3740399 21 


acteria; Actinobacteri 


4076510 4076447 21 


teria; 


Deinococcus-Thermus; 


92 


92 


sequence 
Heliobacteriacea 


92 


16S ribosomal R 
Prochlorococcus marinus subsp. pastoris Bacteria 


84 


84 


sequence 
omycetales; 


84 


quence 
dae; Actinomycet 


92 


79 


84 


92 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


83 


92 


92 


82 


92 


100 


100 


84 


84 


92 


RNA, partial se 


stridia; Thermoa 


84 


gi 


in 7 16S ribosomal RNA, partial sequen 
Thermodes 


gi 
84 


gi 


gi 


in KM-4927 16S ribosomal RNA, partial 
Actinobacteridae 


gi 
11 


gi 
11 


gi 
13 


Thermoanaerobacterale 


gi 


DSM 20132 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


gi 


s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 


gi 
23 


gi 


ain CIN1 16S ribosomal RNA, partial se 


Clostridia; Clostri 


gi 


RNA, partial seq 
obacteridae; Act 


gi 


mal RNA, partial 
Deinococci; 


gi 


ial sequence 3487117 34886 
omycetales; Micr 


gi 


complete sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 


gi 


FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 


gi 


Mt-3 16S ribosomal RNA, partial sequen 
dae; Actinomycet 


gi 


tial sequence 3747408 37488 
omycetales; 


gi 


gi 


Kine 


Stre 


265678508 
ce 


265678479 
9874 85135 
e; 
265678459 


’ 


265678311 
sequence 


, 


265678299 
13840 11153 


228719618 
69826 11712 
ales; 


219846460 
04017 13055 
S; 


219878175 
equence 
inomycet 


219857624 
al sequenc 
eridae; Ac 


219857473 
79691 23811 


219857437 
quence 
diales; Ru 
219857211 
uence 
inomycetal 


219846810 
sequence 

Deinococca 

219846584 


ococcineae 
219846579 
34946 
ales; Pseu 
219846431 
ence 37073 
robiales; 

219846430 
e 37089 
robiales; 

219846407 
ce 37400 
ales; Stre 
219846402 


ptosporang 
219846308 
quence 
naerobacte 


80584 
ulfobacter 


Heliore 


NA, partia 


Actinomy 


osporiinea 


Pseu 


Thermoa 


ref|NR_028811.1 


iales; Thermode 


ref |NR_028782.1 
stis 
ref 
1 se 


NR_028762.1 
quence 


ref|NR_028613.1 
1097121 10985 
cetales; Strept 


ref|NR_028600.1 
e; K 
ref|NR_027583.1 
94 Thermobispora 
donocardineae; 


ref |NR_026051.1 


naerobacterales 


NR_025314.1 
2030195 203163 
ales; Corynebac 


’ 


ref |NR_025213.1 
e 2165786 216722 
tinomycetales; 


ref |NR_025061.1 


ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref |NR_024839.1 

2668117 266958 
es; Pseudonocar 
ref|NR_026402.1 
165996 316746 
Deinococcac 
NR_026176.1 


Ww 


les; 
ref 
; Cellulomonadac 
ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 
ref |NR_025993.1 
ineae; Streptosp 
ref|NR_025898.1 

3880766 388228 
rales; Thermoana 


ref 


219846168 


2 807361 Thermo 
s 


9 
fo} 


P 


t 


P 


d 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Prochlorococcus 
878614 880078 


Cyanobacteria; Prochlorales; 


Streptomyces 
9 Streptomyces 
mycineae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
ineosporiace 


ae; Kineosporia. 
Thermobispora bispora 
bispora DSM 43833 

seudonocardiaceae; 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Corynebacterium 

0 Corynebacterium 
erineae; 


Pseudonocardia 
9 Pseudonocardia 


seudonocardineae; 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Papillibacter 

9 Papillibacter 
apillibacter. 
Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Thermoanaerobacter 

7 Thermoanaerobacter 
erobacteraceae; 


NR_025758.1 


Mahella australiensis 


strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 


Mahella. 


104044 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


104044 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


104044 Bacteria_16S 


camporealensis st 
camporealensis Ba 
Corynebacteriacea 


104044 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


104044 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


104044 Bacteria_16S 
vibrioformis stra 


vibrioformis Bact 


104044 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


104044 Bacteria_16S 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


104044 Bacteria_16S 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


104044 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


104044 Bacteria_16S 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


104044 Bacteria_16S 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


104044 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


104044 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


104044 Bacteria_16S 


strain 216 16S ri 


6S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

68594 68532 20 82 gi|265679018|ref|NR_029326.1| Corynebacterium 
rain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

100271 100209 30 92 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
ibosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
lales; Bacillaceae; Halobacillus. 

106404 106322 22 104 gi| 265678991 |ref|NR_029299.1| Acetohalobium 

Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

293929 293867 22 84 gi|265678864|ref|NR_029170.1| Prosthecochloris 
in 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
eria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

423316 423246 22 92 gi|265678772|ref|NR_029077.1| Bacillus algicola 
bosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
lales; Bacillaceae; Bacillus. 

573310 573248 20 82 gi|265678670|ref|NR_028975.1| Corynebacterium 
m strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
m Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 
579210 579148 20 82 gi|265678666|ref|NR_028971.1| Corynebacterium 
MIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
585275 585207 22 92 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
lales; Bacillaceae; Bacillus. 

607875 607813 20 82 gi|265678646|ref|NR_028951.1| Corynebacterium 

IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

623076 623014 20 82 gi|265678636|ref|NR_028941.1| Corynebacterium 
n IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

686774 686712 22 84 gi|265678591|ref|NR_028896.1| Desulfosarcina 
80 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 

704801 704731 12 82 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

707625 707555 12 82 gi| 265678577 |ref|NR_028882.1| Luteococcus peritonei 


bosomal RNA, partial sequence 


707255 70861 


Incertae Sedis; 


4192561 4192498 20 83 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
54979 54909 22 92 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 


7 Luteococcus peritonei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

104044 Bacteria_16S 1133864 1133802 20 82 gi| 253680767 |ref|NR_028015.1| Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 1256296 1256234 20 82 gi|219857144|ref|NR_024772.1| Corynebacterium 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


104044 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


104044 Bacteria_16S 


afermentans subsp 


Actinomycetales; 


16S ribosomal RNA, partial sequence 1255896 12573 


49 Corynebacterium efficiens YS-314 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
1419530 1419460 22 92 gi|224581445|ref|NR_027227.1| Bacillus infernus 
ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
lales; Bacillaceae; Bacillus. 
1500186 1500124 20 82 gi|219846622|ref|NR_026214.1| Corynebacterium 
- afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacterineae; Corynebacteriaceae; Corynebacterium. 
1683703 1683641 22 84 gi|219878419|ref|NR_025558.1| Clostridium 


104044 Bacteria_16S 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 


1683285 1684702 Clostridium 


lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


104044 Bacteria_16S 


karajensis strain 
Bacteria; 


strain DSM 10404 
Bacteria; 


capitovis strain 


Firmicutes; 
104044 Bacteria_16S 


Bacillales; 


16S ribosomal RNA, 
Firmicutes; Bacillales; 
104044 Bacteria_16S 
CCUG 39779 16S ribosomal RNA, partial 


capitovis Bacteria; Actinobacteria; Actinobacteridae; Act 


1702130 1702068 30 


1823729 1823667 30 


1855665 1855603 20 


Corynebacteriaceae; Corynebacterium. 


104044 Bacteria_16S 


1883189 1883119 22 


92 


MA-2 16S ribosomal RNA, partial sequence 
Bacillaceae; 


92 


complete sequence 
Bacillaceae; 


82 


92 


Halobacillus. 


Halobacillus. 


gi|219878406 


gi|219878320 


219878297 
sequence 


gi 


gi|219878277 


inomycetales; 


ref|NR_025545.1| Halobacillus 


1701702 1703230 Halobacillus karajensis 


ref|NR_025459.1| Halobacillus trueperi 


1823301 1824836 Halobacillus trueperi 


ref |NR_025436.1| Corynebacterium 
1855266 1856599 Corynebacterium 

Corynebacterineae; 

ref 


NR_025416.1| Sporomusa malonica 


strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 


Firmicutes; 
avidum strain DSM 


Propionibacterium. 


104044 Bacteria_16S 


strain SW-72 16S 
Firmicutes; 


strain HSL-3 16S 
Firmicutes; 


strain KCTC 12005 


strain PG15 
Tenericutes; 


strain R171 
Tenericutes; 


strain PG30 


strain MMP-1 16S 


capsulata strain 
Nocardioidaceae; 
spumicola strain 
Nocardioidaceae; 


thomssenii strain 


Clostridia; 
104044 Bacteria_16S 


Bacillales; 
104044 Bacteria_16S 


Bacillales; 
104044 Bacteria_16S 


2081335 2081265 12 


2095010 2094940 22 


Bacillaceae; 
2119353 2119291 30 


Bacillaceae; 


2315028 2314963 17 


2372544 2372466 15 


2374050 2373972 15 


2375561 2375483 15 


2377073 2376995 15 


2378582 2378504 15 


2534732 2534662 12 


2587703 2587633 12 


2655073 2655011 20 


44276 16S ribosomal RNA, partial sequence 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 


104044 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 
Bacillaceae; 
104044 Bacteria_16S 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial seq 
weihenstephanensis Bacteria; 
104044 Bacteria_16S 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacil 
Bacillaceae; 
104044 Bacteria_16S 


Bacillales; 


Bacillales; 
antarctica strain 


Nocardioidaceae; 


2698464 2698394 22 


Bacillus. 
2869323 2869253 22 


Firmicutes; 
2878792 2878722 22 


Bacillus. 
2969748 2969678 12 


2983513 2983443 22 


82 


4901 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


92 


ribosomal RNA, partial sequence 
Bacillus. 


92 


ribosomal RNA, partial sequence 
Halobacillus. 


82 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
104044 Bacteria_16S 


92 


16S ribosomal RNA, partial sequence 
Mollicutes; Mycoplasmataceae; Mycoplasma. 
104044 Bacteria_16S 


92 


16S ribosomal RNA, partial sequence 
Mollicutes; Mycoplasmataceae; Mycoplasma. 
104044 Bacteria_16S 


92 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
104044 Bacteria_16S 


92 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
104044 Bacteria_16S 
columbinasale strain 694 16S ribosomal RNA, partial sequence 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae 
104044 Bacteria_16S 


92 


82 


Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Friedmanniella. 
104044 Bacteria_16S 


82 


Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Friedmanniella. 
104044 Bacteria_16S 


82 


92 


2698052 2699555 Bacil 


92 


Bacillales; 
92 


82 


AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Friedmanniella. 
104044 Bacteria_16S 


92 


strain JaH 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 
104044 Bacteria_16S 


Bacillaceae; 
2998711 2998641 22 


Bacillus. 


92 


Clostridiales; Veillonellaceae; Sporomusa. 


219878135 
20809 


gi 


gi|219878125 
2094597 20961 


gi|219857655 
2118933 21204 


219857519 
23146 


gi 
gi|219857478 
2372144 23736 


gi|219857477 
2373653 23751 


gi| 219857476 
2375159 23766 


gi] 219857475 
2376676 23781 


gi] 219857474 


gi|219857354 


gi| 219857276 


gi|219857221 
Actinomyce 


gi|219857189 


gi|219856878 


Bacillaceae; 
gi| 219856872 


gi|219846944 
Actinomyce 


gi| 219846934 
2983106 29845 


Propionibacterineae 


ref|NR_025274.1| Propionibacterium 
23 2082426 Propionibacterium avidum 
; Propionibacteriaceae; 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025244.1| Halobacillus salinus 
54 Halobacillus salinus Bacteria; 


ref|NR_025107.1| Comamonas koreensis 
34 2316097 Comamonas koreensis Bacteria; 
Comamonas. 
ref|NR_025066.1| Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref|NR_025062.1| Mycoplasma 
2378183 2379640 Mycoplasma 
; Mycoplasma. 
ref|NR_024942.1| Friedmanniella 
2534307 2535783 Friedmanniella 
ales; Propionibacterineae; 


ref|NR_024907.1| Friedmanniella 
2587275 2588749 Friedmanniella 
ales; Propionibacterineae; 


ref|NR_024849.1| Corynebacterium 
2654667 2656138 Corynebacterium 
tales; Corynebacterineae; 


ref 
lus 


NR_024817.1| Bacillus asahii strain 
asahii Bacteria; Firmicutes; 


ref|NR_024697.1| Bacillus 

uence 2868896 2870426 Bacillus 
Bacillus; Bacillus cereus group. 
ref|NR_024691.1| Bacillus flexus strain 
lus flexus Bacteria; Firmicutes; 


ref|NR_026536.1| Friedmanniella 
2969338 2970810 Friedmanniella 
tales; Propionibacterineae; 


ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 


gi|219846924 


flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


ref|NR_026516.1| Anoxybacillus 
2998293 2999816 Anoxybacillus 


104044 Bacteria_16S 3001851 3001781 22 92 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

104044 Bacteria_16S 3083602 3083532 22 92 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

104044 Bacteria_16S 3097090 3097028 20 82 gi|219846857|ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 3119616 3119554 20 82 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 3135981 3135907 10 84 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

104044 Bacteria_16S 3178612 3178550 20 82 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 3200026 3199964 20 82 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 3207455 3207393 20 82 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 3213428 3213366 20 82 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 3214952 3214890 20 82 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

104044 Bacteria_16S 3240770 3240708 22 84 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

104044 Bacteria_16S 3356117 3356059 21 79 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 
104044 Bacteria_16S 3365440 3365378 22 84 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

104044 Bacteria_16S 3410879 3410809 22 92 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

104044 Bacteria_16S 3430193 3430131 20 82 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 3431577 3431515 20 82 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 3433026 3432964 20 82 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

104044 Bacteria_16S 3434384 3434322 20 82 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 3435814 3435752 20 82 gi|219846619|ref|NR_026211.1| Corynebacterium auris 


strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


104044 Bacteria_16S 3542251 3542181 22 


strain DSM 8716 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; 
104044 Bacteria_16S 
strain IndiB4 16S 
Firmicutes; Clostridia; 
104044 Bacteria_16S 

strain 234/92 16S 
Actinobacteria; Actinobacteridae; 
104044 Bacteria_16S 


Bacillaceae; 
3551517 3551455 22 


Clostridiales; 
3571258 3571196 20 


3691306 3691228 15 


strain G145 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


92 gi 


84 gi 


35 


Clostridiaceae; 


82 gi 


35 


92 gi 


36 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


104044 Bacteria_16S 3782541 3782463 15 


leopharyngis strain LL2 16S ribosomal RNA, partial sequence 37821 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Bacteria; 


104044 Bacteria_16S 3786980 3786902 15 


strain PU 16S ribosomal RNA, partial sequence 


92 gi 


92 gi 


37 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


104044 Bacteria_16S 3817373 3817311 20 
strain ATCC 29543 


Bacteria; 


104044 Bacteria_16S 3895170 3895088 22 104 gi| 219846298 |ref|NR_025888.1 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 38962 

Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

104044 Bacteria_16S 4003995 4003933 30 92 gi|219846222|ref|NR_025812.1 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 400502 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

104044 Bacteria_16S 4040393 4040323 22 92 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; 
Bacillales; Bacillaceae; Bacillus. 

104044 Bacteria_16S 4132564 4132502 30 92 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

104044 Bacteria_16S 4197041 4196971 22 92 gi| 219846077 |ref|NR_025667.1 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

104044 Bacteria_16S 408 347 21 82 gi| 265679063 |ref|NR_029371.1 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

104044 Bacteria_16S 1947 1886 21 82 gi|265679062|ref|NR_029370.1 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

104044 Bacteria_16S 45714 45653 21 82 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
104044 Bacteria_16S 65565 65504 21 82 gi|265679020|ref|NR_029328.1 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
104044 Bacteria_16S 107875 107814 21 82 gi|265678990|ref|NR_029298.1 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 

104044 Bacteria_16S 115634 115573 21 82 gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

104044 Bacteria_16S 117189 117128 21 82 gi|265678984|ref|NR_029292.1 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 120212 120151 21 82 gi| 265678982 |ref|NR_029290.1 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
104044 Bacteria_16S 144509 144448 21 82 gi|265678966|ref|NR_029274.1 
strain 55134 16S ribosomal RNA, partial sequence 144082 14559 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 159790 159729 21 


82 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


82 gi 


Turicella. 


Micrococcineae 


219846548 


219846542 


51089 35526 


219846528 
70843 35723 


219846443 
90909 36923 


219846375 


219846372 


86577 37880 


219846351 
38169 


265678956 


ref|NR_026140.1 


ref|NR_026134.1 
ref|NR_026120.1 
ref|NR_026034.1 
ref |NR_025966.1 
ref 


NR_025963.1 


ref |NR_025942.1 


; Jonesiaceae; J 
ref|NR_029264.1 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Pseudoclavibacter. 


Bacillus clausii 


3541838 3543342 Bacillus clausii Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 
Caloramator. 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Mycoplasma 


35 3783570 Mycoplasma leopharyngis 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Wolinella succinogenes 


54 3818434 Wolinella succinogenes 
s; Helicobacteraceae; 


Wolinella. 
Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Pontibacillus 
0 Pontibacillus 


Bacillus fordii strain 
Firmicutes; 


Halobacillus locisalis 


locisalis Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Saccharomonospora 


Saccharomonospora cyanea 
donocardineae; Pseudonocardiaceae; 


Saccharomonospora 


Saccharomonospora azurea 
donocardineae; Pseudonocardiaceae; 


Mycobacterium goodii 
goodii Bacteria; 

aceae; Mycobacterium. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Mycobacterium 
Mycobacterium 

terineae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Corynebacterium 
Corynebacterium 


rineae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Pseudoclavibacter 


159387 160848 


Pseudoclavibacter 


104044 Bacteria_16S 221066 221005 21 82 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

104044 Bacteria_16S 297008 296947 21 82 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104044 Bacteria_16S 333622 333561 21 82 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

104044 Bacteria_16S 335176 335115 21 82 gi| 265678834 |ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
104044 Bacteria_16S 375500 375467 59 92 gi| 265678804 |ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104044 Bacteria_16S 401660 401599 21 82 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

104044 Bacteria_16S 403199 403138 21 82 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104044 Bacteria_16S 421750 421689 21 82 gi| 265678773 |ref|NR_029078.1| Yaniella halotolerans 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

104044 Bacteria_16S 428004 427943 21 82 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 437344 437283 21 82 gi|265678763|ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

104044 Bacteria_16S 460268 460207 21 82 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

104044 Bacteria_16S 466309 466248 21 82 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

104044 Bacteria_16S 478493 478432 21 82 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104044 Bacteria_16S 480042 479981 21 82 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

104044 Bacteria_16S 489346 489285 21 82 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

104044 Bacteria_16S 498601 498564 17 54 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

104044 Bacteria_16S 500153 500116 17 54 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

104044 Bacteria_16S 509336 509275 21 82 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104044 Bacteria_16S 530623 530562 21 82 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

104044 Bacteria_16S 544327 544266 21 82 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

104044 Bacteria_16S 552063 552002 21 82 gi|265678684|ref|NR_028989.1| Corynebacterium 
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104044 Bacteria_16S 580748 580687 21 82 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
104044 Bacteria_16S 647734 647673 21 82 gi| 265678619 |ref|NR_028924.1 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

104044 Bacteria_16S 792472 792427 48 93 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

104044 Bacteria_16S 810891 810830 21 82 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104044 Bacteria_16S 854827 854766 21 82 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

104044 Bacteria_16S 861041 860980 21 82 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
104044 Bacteria_16S 876034 875973 21 82 gi|265678461|ref|NR_028764.1| Streptomyces 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

104044 Bacteria_16S 917458 917397 21 82 gi| 265678433 |ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

104044 Bacteria_16S 919023 918962 21 82 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

104044 Bacteria_16S 943707 943670 17 54 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

104044 Bacteria_16S 945270 945233 17 54 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 


pseudoflava strain GA3 16S ribosomal RNA, partial sequence 


944846 946358 Hydrogenophaga pseudoflava 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


104044 Bacteria_16S 946830 946793 17 54 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 
104044 Bacteria_16S 963809 963748 21 82 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
strain Y9 16S ribosomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
104044 Bacteria_16S 1031050 1030989 21 82 gi| 265678357 |ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
104044 Bacteria_16S 1112711 1112650 21 82 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
104044 Bacteria_16S 1197543 1197506 17 54 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
104044 Bacteria_16S 1226114 1226053 21 82 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 
104044 Bacteria_16S 1235257 1235196 21 82 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
104044 Bacteria_16S 1245860 1245799 21 82 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
104044 Bacteria_16S 1250302 1250241 21 82 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
104044 Bacteria_16S 1290853 1290792 21 82 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104044 Bacteria_16S 1307464 1307403 21 82 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
104044 Bacteria_16S 1333564 1333503 21 82 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 
104044 Bacteria_16S 1350396 1350335 21 82 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
104044 Bacteria_16S 1416501 1416440 21 82 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
104044 Bacteria_16S 1448860 1448799 21 82 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
104044 Bacteria_16S 1450307 1450246 21 82 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104044 Bacteria_16S 1451774 1451713 21 82 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
104044 Bacteria_16S 1453305 1453244 21 82 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
104044 Bacteria_16S 1474313 1474252 21 82 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
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gi 


longisporus strain ISP 5166 16S ribosomal RNA, partial 


longisporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
104044 Bacteria_16S 1781083 1781022 21 


82 


strain 4-0 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 1809914 1809853 21 


82 


strain Kb2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 
flaccumfaciens pv. 

Curtobacterium flaccumfaciens pv. 
Actinomycetales; 
104044 Bacteria_16S 1820645 1820584 21 
herbarum strain P 420/07 16S ribosomal 
herbarum Bacteria; 
Curtobacterium. 
104044 Bacteria_16S 
scardovii strain 


1811443 1811382 21 


1832858 1832797 21 


Bifidobacterium. 


104044 Bacteria_16S 1858620 1858559 21 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
Actinobacteridae; 


testudinoris Bacteria; Actinobacteria; 
Corynebacteriaceae; Corynebacterium. 
104044 Bacteria_16S 1866353 1866292 21 


82 


gi 


1780670 17821 


Micrococcineae; Micrococcaceae; Citricoccus. 


gi 


1809512 18109 
Corynebacterineae; 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219878353 
sequence 


219878349 


219878329 


219878328 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 


219878401 
17093 
Corynebacterineae; 


219878390 
DSM 44223 16S ribosomal RNA, partial sequence 

rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Act 
219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_025540.1 


ref 


NR_025529.1 


ref|NR_025528.1 
13 Mycobacterium 


ref|NR_025527.1 
19 Mycobacterium 
ref |NR_025526.1 


ref|NR_025523.1 


ref|NR_025505.1 


ref |NR_025496.1 


ref |NR_025492.1 


ref |NR_025488.1 


ref 


NR_025468.1 


ref |NR_025467.1 


1725987 172747 
inomycetales; 


partial sequence 


Corynebacterium 


12 1710793 Corynebacterium atypicum 
Corynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 


Corynebacterineae; 


Mycobacterium pulveris 
pulveris Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium agri 
agri Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


1730570 1732062 Mycobacterium 
Corynebacterineae; 


Actinomyces 


1735130 1736622 Actinomyces 
Actinomycineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Corynebacterium 


1770072 1771486 Corynebacterium 
Corynebacterineae; 


Streptomyces 


1774532 1775979 Streptomyces 
Streptomycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Gordoniaceae; 


Gordonia. 
Curtobacterium 
1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 


82 


82 


82 


82 


Curtobacterium. 


gi 


gi 


CCUG 13008 16S ribosomal RNA, partial 
scardovii Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104044 Bacteria_16S 
nasiphocae strain 


1873953 1873892 21 


82 


gi 


nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
104044 Bacteria_16S 
halophila strain 


1886336 1886275 21 


Pseudonocardiaceae; 
104044 Bacteria_16S 
strain CCUG 41709 


Saccharomonospora. 
1907272 1907211 21 


104044 Bacteria_16S 1925593 1925532 21 


82 


82 


82 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 


gi 


219878322 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878313 
sequence 


Bifidobacteriales; 


219878295 


219878290 


219878285 


M597/99/10 16S ribosomal RNA, partial sequence 


219878274 


DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Act 


219878258 


219878244 


sequence 1858220 185970 
Actinomycetales; 


1865935 1867442 Asanoa 
omonosporineae; 


Actinomycetales; 


inomycetales; 


ref |NR_025461.1 
1820242 182172 


NR_025452.1 
1832458 183383 
Bifidoba 


ref|NR_025434.1 


Coryneb 


ref |NR_025429.1 
Micromonos 
ref|NR_025424.1 

1873541 187493 
Micrococc 


ref/NR_025413.1 
1885917 188742 
Pseudonoca 


ref |NR_025397.1 


ref 


Curtobacterium 
4 Curtobacterium 


Micrococcineae; Microbacteriaceae; 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Saccharomonospora 
1 Saccharomonospora 


rdineae; 


Actinomyces catuli 


1906868 1908267 Actinomyces catuli Bacteria; 


ae; Actinomyces. 


NR_025383.1 


Amycolatopsis 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 


albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


104044 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


104044 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


104044 Bacteria_16S 


strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
104044 Bacteria_16S 
ATCC 19420 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


104044 Bacteria_16S 


strain CCUG 35957 
Actinobacteria; A 


104044 Bacteria_16S 
DSM 44368 16S ribosomal RNA, partial 
tinobacteridae; 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


104044 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


2033608 2033547 21 


Mycobacterium. 
2035160 2035099 21 
16S ribosomal RNA, pa 
ctinobacteridae; Actin 
2052297 2052236 21 


ia; Actinobacteria; Ac 
Mycobacterium. 
2055321 2055260 21 
train CFBP 4531 16S ri 
acteria; Actinobacteri 
; Streptomyces. 


a; 


104044 Bacteria_16S 
somaliensis strain DSM 40738 16S riboso: 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae 


104044 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


104044 Bacteria_16S 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


pinnipedii strain 
Bacteria; Actinob 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


scrofulaceum stra 


Mycobacteriaceae; 
104044 Bacteria_1 
tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 
104044 Bacteria_1 
poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 
104044 Bacteria_1 
strain ATCC 19422 
Bacteria; Actinob 


104044 Bacteria_1 
strain ATCC 51384 


104044 Bacteria_1 


palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 


ia; Actinobacteria; Ac 
eae; Propionibacterium. 
104044 Bacteria_16S 


acteria; Actinobacteri 
Mycobacterium; Mycobacte 
104044 Bacteria_16S 
ATCC 25 
a; 


ATCC 27 
a; 


ATCC 35 
a; 


acteria; 
Mycobacterium; Mycobacte 


2056832 2056771 21 


; Streptomyces. 
2058371 2058310 21 


strain B19 16S ribosomal RNA, partial 
ria; Actinobacte 


Bacteria; Actinobacte 
; Streptomyces. 
2078214 2078153 21 


82 


82 gi 


rtial sequence 
omycetales; Microc 


82 gi 


82 gi 


bosomal RNA, parti 
Actinobacteri 


82 gi 


mal RNA, partial 


82 gi 


82 gi 


DSM 20700 16S ribosomal RNA, partial 


2111770 2111709 21 
6482 1 


rium tuberculos 
2128442 2128381 21 
420 16S 
Actinobacteria; Act 


2129923 2129862 21 
19981 16S ribo 


Mycobacterium. 
6S 2131437 2131376 21 
282 16S 
Actinobacteria; Act 
Mycobacterium. 
6S 2132940 2132879 21 
087 16S 
Actinobacteria; Act 
Mycobacterium. 
6S 2134442 2134381 21 
16S ribosomal RNA, pa 
Actinobacteri 
rium tuberculos 
6S 2135971 2135910 21 
16S ribosomal RNA, pa 


6S 2139013 2138952 21 


tinobacteridae; 


82 gi 


6S ribosomal RNA, partial sequenc 
dae; Actinomycet 
is complex. 


82 gi 


ribosomal RNA, partial 
inobacteridae; Act 
Mycobacterium; Mycobacterium tubercul 
104044 Bacteria_16S 
in ATCC 
scrofulaceum Bacteria; Actinobacteria; 


82 gi 


somal RNA, parti 
Actinobacteridae; 


82 gi 


ribosomal RNA, partial 
inobacteridae; Act 


82 gi 


ribosomal RNA, partial 
inobacteridae; Act 


82 gi 


rtial sequence 
dae; Actinomycet 
is complex. 


82 gi 


rtial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


82 gi 


gi 


Corynebacterineae; 


occineae; 
219878172 
sequence 

inomycetales; 


ref 


219878171 
20347 
occineae; 
219878157 
sequence 
Actinomycetale 


ref 


ref 
S; 


219878154|ref 
al sequence 
dae; Actinomycetales; 
219878153 
sequence 
Actinomyc 


ref |NR_025292 


etales; 
219878152 
sequence 
ridae; Act 


ref |NR_025291 


inomycetales; 


219878137 
sequence 
Ac 


ref 
tinomycetale 
219857660 


e 21113 
es; Corynebacterineae; 


ref 
al 


219857649 
sequence 

inomycet 
osis compl 
219857648 
al sequenc 
Actinomyceta 


ref 

2 
ales; 
ex. 
ref |NR_0252 
les; 


219857647 
sequence 
inomycet 


ref 
2 
ales; 


NR_0252 


219857646 
sequence 
inomycet 


ref |NR_0252 


ND 


ales; 


219857645 
21340 
Corynebacterineae; 


ref 
ales; 


219857644 
21355 


ref 


219857642 |ref 


Micrococcacea 
NR_025311.1 
2033216 20347 
Corynebac 


NR_025310.1 
53 2036233 Rothi 
Micrococcacea 
NR_025296.1 
2051875 20533 
Coryneba 


NR_025293.1 
205497 


«i 
2056438 205792 


2057971 20594 


NR_025276.1 
2077807 20793 
s; Propioni 


NR_025249. 
81 2112761 Mycob 


NR_025238.1 
128040 21294 
Corynebac 


Shak 
e 2129523 21309 


36.1 
131039 21324 
Corynebac 


35.1 
132540 21339 
Corynebac 


NR_025234. 
40 2135523 Mycob 


NR_025233.1 
74 2137022 Mycob 
Mycobacter 
NR_025231. 
2138615 2140041 Amycolatopsis 


6 
s 


2 


7 


8 


8 
t 


8 


a 
M 


a 
i 


e; 
0 
terineae; 
a 
e; 


9 
c 


pot 


b 


1953038 1952977 21 82 gi|219878226|ref|NR_025365.1| Corynebacterium 
CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

1954508 1954447 21 82 gi|219878225|ref|NR_025364.1| Actinomyces 
in CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 

1959032 1958971 21 82 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 


Arthrobacter. 
Mycobacterium 
2 Mycobacterium 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Mycobacterium 

1 Mycobacterium 
terineae; 


Streptomyces 
0 2056387 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Propionibacterium 
0 Propionibacterium 


acterineae; 


Mycobacterium 


acterium pinnipedii 
Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 


terineae; 


Mycobacterium 
8 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 


Amycolatopsis 


palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


104044 Bacteria_16S 


strain MUP 1182 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 
strain YIM 90001 


104044 Bacteria_16S 


strain F829 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104044 Bacteria_16S 


104044 Bacteria_16S 


aetherivorans strain 10b 
aetherivorans Bacteria; 


Nocardiaceae; 
104044 Bacteria_16S 


henchirensis Bacteria; 
104044 Bacteria_16S 


strain NRCM 00-255 16S ribosomal RNA, p 
Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 
strain YIM 21741 


104044 Bacteria_16S 
strain NAM-BN063A 16S 


104044 Bacteria_16S 


thermospinosisporus strain AT10 16S rib 
thermospinosisporus Bacteria; Actinobac 
Streptomyces. 


Streptomycetaceae; 
104044 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ri 


strandjordii Bacteria; 
Tsukamurellaceae; 
104044 Bacteria_16S 


strain FI-13295 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 


australiense strain LCDC-98A072 16S rib 


australiense Bacteria; 


104044 Bacteria_16S 


strain K265 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 


strain K300 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 


Nocardiaceae; 
104044 Bacteria_16S 
palleronii strain 


104044 Bacteria_16S 
strain CCUG 2113 


104044 Bacteria_16S 


strain FI-25796 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 


thermoflava strain N1165 16S ribosomal 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; A 
Pseudonocardiaceae; Amycolatopsis. 


104044 Bacteria_16S 
strain DSM 43194 


104044 Bacteria_16S 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


Tsukamurella. 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


2148006 2147945 21 


2149585 2149524 21 


2161546 2161485 21 


2164634 2164573 21 


2173768 2173707 21 


2178335 2178298 17 


Proteobacteria; 
2217672 2217611 21 


2228290 2228229 21 


2232844 2232783 21 


2260352 2260291 21 


2305937 2305876 21 


Actinobacteria; 


2327211 2327150 21 


2358881 2358820 21 
Actinobacteria; 


2360395 2360334 21 


2361919 2361858 21 


2421427 2421366 21 


2543137 2543100 17 


2544694 2544657 17 


2593912 2593851 21 


2609228 2609167 21 


2610797 2610736 21 


2639915 2639854 21 


82 


82 


82 


sequence 


82 


82 


54 


82 


artial sequence 
omycetales; 


82 


82 


omycetales; 


82 


82 


bosomal RNA, 
Actinobacteridae; 


82 


82 


osomal RNA, part 
Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


82 


sequence 
omycetales; 


82 


sequence 
omycetales; 


82 


54 


54 


82 


82 


82 


82 


gi|2 


complete sequence 2147582 2149114 Mycobacterium 
Corynebacterineae; 


gi|2 


Pseudonocardineae; 


gi|2 
2161 


Corynebacterineae; 

gi| 219857625 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterineae; 

gi| 219857619 
c312 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 
Rhodococcus 
gi|219857614 
henchirensis strain TMB834 16S ribosomal RNA, partial s 
Betaproteobacter 


Corynebacterineae; 

gi| 219857580 
tial sequence 2227890 22293 
omycetales; Micr 


Corynebacterineae; 

gi| 219857559 
osomal RNA, part 
teria; Actinobac 


gi| 219857525 
complete sequence 


gi|219857511 
ial sequence 2326828 2328277 Mycobacterium 
omycetales; Coryne 

gi| 219857488 


ial sequence 2358483 235995 


gi|219857487 
2360002 23614 


Microc 


gi|219857486 
2361525 23629 


Microc 


gi|219857445 
pyridinivorans strain PDB9 16S ribosomal RNA, partial s 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae 
Rhodococcus. 
gi| 219857348 
CCUG 20334 16S ribosomal RNA, partial s 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 
gi| 219857347 
16S ribosomal RNA, partial sequence 2544276 25457 
Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
gi| 219857272 
ial sequence 2593502 2594910 Mycobacterium 
omycetales; 


Coryne 


gi| 219857259 
RNA, partial seque 


gi| 219857258 
tial sequence 2610373 26118 
omycetales; 


Pseudo 


s 


eq 


19857636|ref|NR_025225.1 


19857635|ref|NR_025224.1 


19857627|ref|NR_025216.1 


ref|NR_025214.1 


ref |NR_025208.1 
Actinomycetales; 


ref |NR_025203.1 


ref|NR_025175.1 
ref 


NR_025168.1 


ref|NR_025165.1 


ref|NR_025147.1 


ref|NR_025113.1 


Actinomycetales; 


ref|NR_025099.1 
bacterineae; 


ref|NR_025076.1 


ref|NR_025075.1 
occineae; Microbacteriac 
ref|NR_025074.1 


occineae; Microbacteriac 
ref|NR_025033.1 
uence 2421026 242250 
; Actinomycetales; Coryn 


ref|NR_024936.1 
equence 2542716 254422 
Burkholderiales; Comamon 
ref|NR_024935.1 


Acidovorax. 
NR_024903.1 


monadaceae; 
ref 


bacterineae; Mycobacteri 
ref |NR_024890.1 
nce 2608828 261032 
ctinomycetales; Pseudono 
ref |NR_024889.1 


Pseudonocar 


Pseudonocardiaceae; 


Comamonadaceae; 


Mycobacterium parmense 
parmense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Prauserella halophila 


16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Prauserella. 
Nocardia caishijiensis 


153 2162578 Nocardia caishijiensis Bacteria; 
Nocardiaceae; Nocardia. 


Mycobacterium marinum 
marinum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Rhodococcus 


equence 2173451 2174859 Rhodococcus 
Corynebacterineae; 


Ramlibacter 


equence 2177978 2179370 Ramlibacter 
ia; Burkholderiales; 
gi| 219857587 
2217272 2218741 Mycobacterium lacus Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Ramlibacter. 
Mycobacterium lacus 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 
ococcineae; Microbacteriaceae; 
gi|219857577 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actin 


Agromyces. 
Gordonia namibiensis 


2232422 2233905 Gordonia namibiensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Streptomyces 


ial sequence 2259931 2261452 Streptomyces 
teridae; Actinomycetales; 


Streptomycineae; 


Tsukamurella 


2305517 2307028 Tsukamurella 
Corynebacterineae; 


Mycobacterium doricum 
doricum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Propionibacterium 
1 Propionibacterium 


Actinomycetales; Propionibacterineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
nocardineae; 


diaceae; Prauserella. 


gi| 219857231 


strain CIP 103464 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


ref|NR_024859.1 
2639512 2640976 Mycoba 


Mycobacterium alvei 
cterium alvei Bacteria; 


104044 Bacteria_16S 
intermedia strain 
Proteob 
104044 Bacteria_16S 


Bacteria; 


strain MS1-3 16S 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


strain IFM 10088 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 
albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 
104044 Bacteria_16S 
rectilineatus str 
rectilineatus Bac 
Micromonosporacea 
104044 Bacteria_16S 


strain IFO 12513 


Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_ 
strain IFO 13911 


Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_ 
strain IFO 14915 


104044 Bacteria_ 
strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


104044 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


104044 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


104044 Bacteria_16S 


strain JCM 9312 1 


Actinobacteria; Actinobacteridae; Actin 


Catenuloplanes. 


104044 Bacteria_16S 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


strain IFO 16238 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


strain IFO 16235 
Actinobacteria; A 


104044 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S 


104044 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


104044 Bacteria_16S 


strain SJS0289-JS 
Actinobacteria; A 


104044 Bacteria_16S 


strain IFO 16068 
Actinobacteria; A 


104044 Bacteria_16S 


macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 


2644584 2644547 17 54 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
2677596 2677535 21 82 gi 
ribosomal RNA, partial sequence 
omycetales; 
2688095 2688034 21 82 
16S ribosomal RNA, par 


2 
e 


2 


Cory 
gi 


omycetales; Cory 
2776615 2776554 21 82 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
2796020 2795959 21 
ain IFO 13941 16S ribo 
teria; Actinobacteria; 
e; Actinoplanes. 
2799063 2799002 21 
16S ribosomal RNA, par 


82 gi 
somal RNA, parti 
Actinobacteridae; 


82 gi 
omycetales; Micr 
6S 2800586 2800525 21 82 gi 
16S ribosomal RNA, par 
omycetales; Micr 
2802107 2802046 21 82 gi 


6S 


6S 2803628 2803567 21 82 gi 


2805150 2805089 21 
in IFO 14935 16S ribos 
eria; Actinobacteria; 
e; Actinoplanes. 
2806672 2806611 21 
in IFO 14913 16S ribos 
eria; Actinobacteria; 
e; Actinoplanes. 
2808194 2808133 21 
in IFO 12511 16S ribos 
eria; Actinobacteria; 
e; Actinoplanes. 
2829298 2829237 21 
6S ribosomal RNA, part 


82 gi 
omal RNA, partial 
Actinobacteridae; 
82 gi|2 
omal RNA, partial 
Actinobacteridae; 
82 gi 
omal RNA, partia 
Actinobacteridae 


2 
1 
7 
82 gi 
omycetales; Micr 


2833870 2833809 21 
1 16S ribosomal RNA, p 


82 gi 
artial sequence 
omycetales; Cory 
2838376 2838315 21 82 gi 
16S ribosomal RNA, par 


ne 


omycetales; Micr 
2839939 2839878 21 82 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
2844495 2844451 48 93 gi 
1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
2890911 2890850 21 82 gi 
n K95-5561 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 
2906083 2906022 21 
1 16S ribosomal RNA, p 
ctinobacteridae; Actin 


oc 


gd 


se 
A 


82 gi 
artial sequence 
omycetales; Cory 
2954575 2954514 21 82 gi 
16S ribosomal RNA, par 
ctinobacteridae; Actin 


ne 


omycetales; Coryne 
2977376 2977315 21 82 gi 
n A1201 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


; Streptomyces. 


ue 
A 


104044 Bacteria_16S 


ri 


ne 


tial sequence 2687699 26 
ne 


219857119 
al 


219857117 
tial sequence 2798665 28 
omonosp 
219857116 
tial sequence 2800187 28 
omonosp 
219857115 
16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857114 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104044 Bacteria_16S 


omonosp 
219857113 


19857112 


19857111 


219856904 
ial sequence 2828900 28303 
omonospori 
219856901 
219856898 
tial sequence 2837959 28394 


219856897 
16S ribosomal RNA, partial sequence 2839520 28410 


219856894 
2844116 2845615 Borre 


219856862 


219856852 


219856820 


tial sequence 2954180 29556 


219846938 


19857228 


ales; 
19857204 


2677198 26786 
bacterin 
219857197 


891 
bacte 
quence 


sequ 
Acti 


e 
n 


0 
fo} 


01 


0 
fo} 


16 


0 
fo) 


SL 


0 
fo} 


47 
ri 


n 
O: 


sequence 


Actin 


seque 
Actin 


n 
O: 


ce 
my’ 


sequence 


28334 
bacterin 


occineae 


orferi g 
quence 


ctinomyc 


29056 
bacterin 
bacterin 


nce 
ctinomyc 


2978908 2978847 21 


82 gi 


219846937 


26441 
Co: 


rin 
219857132 
se 


Actinomyc 


ne 


omycet 


ri 


ri 


ri 


my: 


Actinomy 


occineae; 


ref |NR_024856.1 

82 2645662 Hydrog 

mamonadaceae; Hydrogenophaga. 

ref |NR_024832.1| Nocardia takedensis 

45 Nocardia takedensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 

13 Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024760.1| Streptomyces 
2776208 2777696 Streptomyces 

etales; Streptomycineae; 


Hydrogenophaga 
enophaga intermedia 


ref|NR_024747.1| Actinoplanes 
e 2795622 2797094 Actinoplanes 
ales; Micromonosporineae; 


ref|NR_024745.1| Actinoplanes lobatus 
36 Actinoplanes lobatus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 

2804752 2806224 Actinoplanes 
cetales; Micromonosporineae; 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 
neae; Micromonosporaceae; 


’ 


ref |NR_024722.1 

66 2834941 Nocard 

eae; Nocardiaceae; Nocardia. 

ref|NR_024717.1| Agromyces bracchium 

69 Agromyces bracchium Bacteria; 

; Microbacteriaceae; Agromyces. 

ref|NR_024716.1| Agromyces luteolus 

12 Agromyces luteolus Bacteria; 

; Microbacteriaceae; Agromyces. 

ref|NR_024713.1| Borrelia sinica strain 

lia sinica Bacteria; Spirochaetes; 

roup. 

ref|NR_024681.1 
2890502 289195 

etales; Micromon 


Nocardia vinacea 
ia vinacea Bacteria; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Williamsia maris 
msia maris Bacteria; 


ref |NR_024671.1 
66 2907143 Willia 
eae; Williamsiaceae; Williamsia. 
ref |NR_024639.1| Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_026530.1| Streptomyces 

2976976 2978459 Streptomyces 
etales; Streptomycineae; 


thermolineatus strain A1484 16S ribosomal RNA, partial sequence 


ref|NR_026529.1| Streptomyces 
2978510 2979990 Streptomyces 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
104044 Bacteria_16S 
strain 10.268-1 1 


strain IFO 15059 


Gordoniaceae; 


Corynebacterium. 


104044 Bacteria_16S 
griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 
104044 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 


Desulfofustis. 


104044 Bacteria_16S 
strain 1A-C 16S r 
Actinobacteria; Actinobac 
104044 Bacteria_16S 
strain Z-7692 16S 
Spi 
104044 Bacteria_16S 
strain Z-7491 16S 
Spi 
104044 Bacteria_16S 
strain Z-7591 16S 
Spi 
104044 Bacteria_16S 


Spirochaetes; 


Spirochaetes; 


Spirochaetes; 


strain DSM 44140 


strain DSM 43039 


strain DSM 43151 


brasiliensis Bacteria; Actinobacteria; 
Micromonosporaceae; Actinoplanes. 

104044 Bacteria_16S 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
Actinobacteridae; 


parafortuitum Bac 
Mycobacteriaceae; 


104044 Bacteria_16S 
train ATCC 33464 16S ribosomal RNA, partial sequ 


austroafricanum s 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 
16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 
104044 Bacteria_16S 
polyisoprenivoran 
polyisoprenivoran 
Gor 
104044 Bacteria_16S 
strain HKI 0136 1 


train Z-829 16S riboso 
acteria; Aquificae; Aq 


s strain Kd2 16S ribos 
s Bacteria; Actinobact 
donia. 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 
gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 
104044 Bacteria_16S 
falsenii CCUG 336 
Bacteria; Actinob 


in HR1-2 16S ribosomal 
eria; Actinobacteria; 
e; Verrucosispora. 


51 16S ribosomal RNA, 
acteria; Actinobacteri 


ibosomal 


rochaetales; 


rochaetales; 


rochaetales; 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 
16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 
16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


brasiliensis strain DSM 43805 16S ribos 


Streptomyces. 
2985032 2984971 21 


2988076 2988015 21 


2995648 2995576 11 


3022940 3022879 21 


3039668 3039607 21 


3102984 3102923 21 


3148042 3147981 21 


3236224 3236163 21 


Streptomyces. 
3237818 3237761 12 


PerGlyS 16S ribosomal RNA, complete sequence 
ia; Proteobacteria; Deltaproteobacteria; 


3310487 3310426 21 
3314956 3314911 48 
ribosomal RNA, 


3316482 3316437 48 
ribosomal RNA, 


3318005 3317960 48 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


3321077 3321016 21 


3331757 3331696 21 


3333252 3333191 21 


3334746 3334685 21 


3337750 3337689 21 


teria; Actinobacteria; 
Mycobacterium. 
3339262 3339201 21 


austroafricanum Bacteria; Actinobacteria; 


Mycobacteriaceae; 


104044 Bacteria_16S 


DSM 803 16S ribos 


Micromonospora. 


104044 Bacteria_16S 
inositola DSM 43819 16S ribosomal RNA, partial sequence 


Mycobacterium. 
3340787 3340726 21 


3343833 3343772 21 


omal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actin 


82 


ial sequence 2984634 29861 
omycetales; 


82 


tial sequence 2987680 29891 
omycetales; 


83 


82 


omal RNA, partial 
eria; Actinobacteridae; Actinomycetales; 


82 


ial sequence 3039256 30407 
omycetales; 


82 


RNA, partial sequence 
Actinobacteridae; 


82 


partial sequence 
dae; Actinomycetales; 


82 


ain DSM 40004 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 


69 


82 


RNA, partial sequence 
teridae; Actinomycetales; Micrococcineae; 


93 


partial sequence 
Spirochaetaceae; 


93 


partial sequence 
Spirochaetaceae; 


93 


82 


tial sequence 3320684 33221 
omycetales; 


82 


tial sequence 3331343 33328 
omycetales; Micromonosporineae; 


82 


tial sequence 3332861 33343 
omycetales; Micromonosporineae; Micromonos 


82 


82 


219846933|ref 


gi 


219846931|ref 


gi 


219846926 |ref 


gi 


mal RNA, partial sequence 2 
uificales; Aquificaceae; 


219846908 | ref 
sequence 3 


gi 


219846896 |ref 


gi 


Corynebacterineae; 
gi| 219846853 |ref 


Ww 


219846823 |ref 


gi 


219846763 |ref 


gi 


ref 


gi|219846762 


219846713 |ref 


gi 


Corynebacterineae; 


Corynebacterineae; 


Actinomycetales; 


Corynebacterineae; 


complete sequence 3235806 323732 
Actinomycetales; 


3237371 323891 
Desulfobacterales; 


NR_026525.1 


NR_026523.1 


NR_026518.1 


NR_026500.1 


NR_026488.1 


NR_026445.1 


102586 310404 


NR_026415.1 


NR_026355.1 


NR_026354.1 


NR_026305.1 


Streptomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
Nocardiaceae; 


Nocardia. 
Skermania piniformis 


56 Skermania piniformis Bacteria; 
Gordoniaceae; 


Skermania. 
Hydrogenobacter 


995219 2996732 Hydrogenobacter 
Hydrogenobacter. 


Gordonia 


022528 3023984 Gordonia 
Corynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 
Gordoniaceae; 


Gordonia. 
Verrucosispora 
7 Verrucosispora 


Micromonosporineae; 


Corynebacterium 


3147642 3149116 Corynebacterium falsenii 
Corynebacteriaceae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Desulfofustis 
7 Desulfofustis 


Desulfobulbaceae; 


Georgenia muralis 


3310081 3311497 Georgenia muralis Bacteria; 


219846710|ref 


gi 
Spirochaeta. 
gi|219846709|ref 
Spirochaeta. 


gi| 219846708 |ref 


Spirochaeta. 
gi|219846705|ref 
Corynebacterineae; 
gi| 219846697 |ref 


219846696 |ref 


gi 


219846695 |ref 


gi 


00 Actinoplanes 


3334351 333579 


Bogoriellaceae; 


NR_026302.1 


NR_026301.1 


NR_026300.1 


NR_026297.1 


Gordoniacea 
NR_026289.1 


Micromonos 
NR_026288.1 


NR_026287.1 


Georgenia. 
Spirochaeta africana 


3314589 3316062 Spirochaeta africana Bacteria; 


Spirochaeta alkalica 


3316113 3317587 Spirochaeta alkalica Bacteria; 


Spirochaeta asiatica 


3317638 3319106 Spirochaeta asiatica Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 


omal RNA, partial sequence 
Actinobacteridae; 


Actinomy 


219846693 
sequenc 


gi 


Actinomycetales; 


cetales; Micromonosporineae; 
ref|NR_026285.1| Mycobacterium 
e 3337354 3338813 Mycobacterium 
Corynebacterineae; 


ref |NR_026284.1| Mycobacterium 
ence 3338864 3340325 Mycobacterium 
omycetales; Corynebacterineae; 
ref 


NR_026282.1| Micromonospora rosaria 


monospora rosaria Bacteria; 


neae; Micromonosporaceae; 


82 gi| 219846692 
Actinobacteridae; Actin 

82 gi| 219846690 
3340376 3341852 Micro 
omycetales; Micromonospori 
82 gi|219846688 

33434 


ref|NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


104044 Bacteria_16S 
aurantiaca DSM 43 
Bacteria; Actinob 


Micromonospora. 


104044 Bacteria_16S 
halophytica DSM 4 
Bacteria; Actinob 


Micromonospora. 


104044 Bacteria_16S 
coerulea DSM 4314 
Bacteria; Actinob 


Micromonospora. 


104044 Bacteria_16S 
alimentarium stra 
alimentarium Bact 


Dermabacteraceae; 


104044 Bacteria_16S 


strain DSM 44015 


Bacteria; Actinob 
104044 Bacteria_16S 


strain DSM 20119 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


strain DSM 20138 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 
histidinolovorans 
histidinolovorans 
Micrococcaceae; Arthrobacter. 
104044 Bacteria_16S 


strain DSM 20116 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


strain NCTC 25174 


Bacteria; Actinob 


Cellulomonas. 


104044 Bacteria_16S 
hordeovulneris st 
hordeovulneris Ba 


Actinomycetaceae; 


104044 Bacteria_16S 


strain DSM 20315 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
104044 Bacteria_16S 


strain DSM 20546 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


polychromogenes s 
polychromogenes B 


Micrococcaceae; Arthrobacter. 
104044 Bacteria_16S 


strain DSM 20545 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


104044 Bacteria_16S 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


strain DSM 4954 1 


3345361 3345300 21 
813 16S ribosomal RNA, 
acteria; Actinobacteri 


82 gi 
partial sequenc 
dae; Actinomycet 


2 
e 


3346887 3346826 21 82 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


2 


3348413 3348352 21 
3 16S ribosomal RNA, p 
acteria; Actinobacteri 


82 gi|2 
artial sequence 


dae; Actinomycet 


3359244 3359183 21 
in CNRZ 925 16S riboso: 
eria; Actinobacteria; 
Brachybacterium. 
3380550 3380489 21 82 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
3401676 3401615 21 82 gi 
16S ribosomal RNA, par 


82 gi 
mal RNA, partial 


Actinobacteridae; 


omycetales; Micr 
3403214 3403153 21 82 gi 
16S ribosomal RNA, par 
omycetales; Micr 
3404746 3404685 21 82 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


oc 


16S ribosomal RNA, par 
omycetales; Micr 
3463199 3463138 21 82 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


oc 


ti 
da 


3464722 3464661 21 
16S ribosomal RNA, par 


82 gi 
omycetales; Micr 
3466245 3466184 21 82 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


oc 


se 
Ac 


3473856 3473795 21 
16S ribosomal RNA, co 


82 gi 
mplete sequence 
omycetales; Cory 
3475379 3475318 21 82 gi 


ne 


ne 


104044 Bacteria_16S 


al 


ce 
al 


al 


219846677 
s 


219846662 


al 
219846644 
tial sequence 3401264 34027 
oc 
219846643 
tial sequence 3402800 34042 


219846642 


ar 
ob 


tial sequence 3461261 34627 


219846600 


219846599 
tial sequence 3464306 34657 


219846598 


219846593 


219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


19846687 
33449 
Micr 


ref |NR_026279.1 
50 3346425 Micro: 
es; omonosporineae; 
19846686 
33464 
Micr 


ref |NR_026278.1 
76 3347951 Micro: 
es; omonosporineae; 
19846685 
33480 
Micr 


ref|NR_026277.1 
02 3349477 Micro: 
es; omonosporineae; 
ref|NR_026269.1 

3358821 336033 
cetales; Microc 


equence 
Actinomy 


ref|NR_026254.1 
49 3381618 Gordo 
nebacterineae; 

ref |NR_026236.1 
49 Arthrobacter 
; Micrococcacea 
ref |NR_026235.1 


33801 


es; Cory 


occineae 


occineae; Micrococcaceae 
ref |NR_026234.1 
uence 340433 


inomycetales; Mi 


tial seq 
dae; Act 


> Mi 
ref 
nce 


omyc 


occineae crococcaceae 
NR_026192.1 
346278 


etales; Micr 


al seque 
e; Actin 


ref|NR_026191.1 
79 Arthrobacter 
occineae; Micrococcacea 
ref|NR_026190.1 
3465830 346730 
ococc 


tales; Micr 


quence 
tinomyce 


ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026184.1 


34734 
bacterin 


bacterineae; Nocardiacea 


3478439 3478382 25 82 gi 


219846590 


fo} 


n 
G 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Arthrobacter oxydans 


oxydans Bacteria; 
e 


’ 


Arthrobacter. 
Arthrobacter ilicis 


85 Arthrobacter ilicis Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


3406272 3406211 21 82 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
omycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
3415355 3415294 21 82 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
3416821 3416760 21 82 gi|219846633|ref|NR_026225.1]| Actinomyces 
rain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 
3452556 3452495 21 82 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
omycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
3458635 3458574 21 82 gi|219846603|ref|NR_026195.1| Arthrobacter 
ain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
3461676 3461615 21 82 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 


33 Arthrobacter ramosus Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


v 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 


ref |NR_026182.1 


Actinomyces georgiae 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 3479443 Actinomyces georgiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


104044 Bacteria_16S 


bikiniensis strain 
bikiniensis Bacteri 
Streptomycetaceae; 


3485968 3485907 21 82 gi 
DSM 40581 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 
Streptomyces. 


s 


219846585 
equence 
Actinomycetales; 


ref|NR_026177.1 
3485550 348706 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


104044 Bacteria_16S 3492134 3492073 21 82 gi|219846581|ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104044 Bacteria_16S 3493681 3493620 21 82 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 

104044 Bacteria_16S 3513162 3513101 21 82 gi|219846567|ref|NR_026159.1| Rathayibacter rathayi 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
104044 Bacteria_16S 3514686 3514625 21 82 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
104044 Bacteria_16S 3516208 3516147 21 82 gi|219846565|ref|NR_026157.1| Curtobacterium luteum 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
104044 Bacteria_16S 3517730 3517669 21 82 gi|219846564|ref|NR_026156.1| Curtobacterium citreum 


strain DSM 20528 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
104044 Bacteria_16S 


3607895 3607834 21 82 gi 


tial sequence 3517327 35187 


hiberniae strain 


Mycobacteriaceae; 
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104044 Bacteria_16S 3721355 3721294 21 
hassiacum strain 


Mycobacterium. 


104044 Bacteria_16S 3750827 3750750 15 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae 


104044 Bacteria_16S 3759894 3759850 48 
strain Co53T 16S 
Spirochaetes; Spirochaetales; 


104044 Bacteria_16S 


3767368 3767295 11 


82 


gi 


ribosomal RNA, 


Actinobacteria; 


82 


sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


82 


82 


82 


82 


82 


82 


RNA, partial sequence 
Actinobacteridae; 


82 


92 


93 


ribosomal RNA, partial sequence 


84 


gi 
36 


Corynebacterineae; 


gi 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


gi 


gi 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


3759507 37610 
Spirochaetaceae; Borrelia. 


gi 


219846490 


219846489 
23734 36252 


219846488 
36252 


219846481 
36360 
Cory 


219846479 


219846462 


219846428 
Micr 
219846427 
Actino: 
219846420 

37209 


Cory 


219846398 


219846392 


inomycetales; 


partial sequence 
Actinobacteridae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex ( 


Corynebacterineae; M 


Microbacteriac 
ref |NR_026092.1 

3607525 360892 
Corynebact 
ref|NR_026082.1 
362222 


ref|NR_026081.1 
17 Mycobacterium 
Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 


ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; 


ref|NR_026071.1 
ence 363910 
Actinomycetales 


ref|NR_026054.1 
3663577 366509 
ales; 


ref|NR_026019.1 
omonosporineae; 
ref|NR_026018.1 


3713443 371485 
mycetales; 


ref|NR_026011.1 


nebacterineae; 


ref |NR_025989.1 
3750418 37518 

; Mycoplasma. 

ref |NR_025983.1 


219846386 


gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


98 Curtobacterium citreum Bacteria; 
occineae; 
219846500 
ATCC 9874 16S ribosomal RNA, partial sequence 

hiberniae Bacteria; Actinobacteria; Actinobacteridae; Act 


eae; Curtobacterium. 
Mycobacterium 

0 Mycobacterium 
erineae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


Actinomycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 


Mycobacteriaceae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Actinoplanes 


82 3713392 Actinoplanes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 


Micromonosporineae; 


Mycobacterium 


52 3722442 Mycobacterium hassiacum 
Mycobacteriaceae; 


Mycoplasma 


92 Mycoplasma 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


ref|NR_025977.1 


Desulfovibrio 


3766971 3768387 Desulfovibrio 


104044 Bacteria_16S 
michiganensis sub 


3768836 3768775 21 82 gi 
species tessellarius strain 78181 16S 


219846385 
ribosomal 


Clavibacter 
uence 3768438 3769927 


ref 
RNA, 


NR_025976.1 
partial seq 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


104044 Bacteria_16S 
in NRRL NRS-290 16S ribosomal RNA, par 
Paenibac 


amylolyticus stra 
amylolyticus Bact 


104044 Bacteria_16S 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


104044 Bacteria_16S 
ain AS-Pl 16S ribosomal RNA, partial s 
Betaproteobacte 


denitrificans str 
denitrificans Bac 


104044 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


104044 Bacteria_16S 


strain JC1078 16S 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


104044 Bacteria_16S 


nebraskense strai 
nebraskense Bacte 
Mycobacteriaceae; 


104044 Bacteria_16S 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


104044 Bacteria_16S 


strain W4937 16S 


Actinobacteria; Actinobacteridae; Actin 
104044 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


104044 Bacteria_16S 


strain M175 16S r 
Actinobacteria; A 


104044 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


104044 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


104044 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


104044 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


104044 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


104044 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


104044 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


104044 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


Micrococcineae; Microbacteriaceae; 
3904232 3904199 59 92 gi 
Firmicutes; Bacillales; 
3927118 3927057 21 82 gi 
in RL-110 16S ribosomal RNA, complete 


eria; 


; Streptomyces. 


3971588 3971551 17 54 gi 
teria; Proteobacteria; 
4038854 4038793 21 
LTA-388 16S ribosomal 
ia; Actinobacteria; Ac 
Mycobacterium. 

4053853 4053792 21 
ribosomal RNA, partia 


82 gi 


tinobacteridae; 


82 
1 sequence 


gi 


4058390 4058329 21 
rain YIM 70010 16S rib 
cteria; Actinobacteria 
itricoccus. 

4062887 4062826 21 82 gi 
n UNMC-MY1349 16S ribosomal RNA, compl 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
4073506 4073445 21 
strain HSC68 16S ribos 
Bacteria; Actinobacter 
Mycobacterium. 
4115732 4115671 21 
ribosomal RNA, partial 


82 gi 


, 


82 gi 


82 
sequence 
omycetales; 
4124996 4124935 21 82 
somal RNA, partial seq 
Actinomycetales; Micr 
4233349 4233288 21 82 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
132390 132318 20 92 gi 
ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; Rho 
281697 281629 14 82 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
764795 764751 48 92 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
827630 827586 48 92 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
829206 829162 48 92 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
906581 906509 12 84 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


gi 


gi 


gi 


957659 957615 48 92 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
1109686 1109606 12 92 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 
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ref|NR_025866.1 
3926691 392822 
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Selenomonas noxia 
monas noxia Bacteria; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 
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104044 Bacteria_16S 1554527 1554463 28 92 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

104044 Bacteria_16S 1972513 1972453 22 82 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104044 Bacteria_16S 2266534 2266490 48 92 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104044 Bacteria_16S 2337577 2337513 21 85 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

104044 Bacteria_16S 2451626 2451582 48 92 gi|219857418|ref|NR_025006.1| Seinonella 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

104044 Bacteria_16S 2507433 2507373 22 82 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

104044 Bacteria_16S 2527073 2527029 48 92 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

104044 Bacteria_16S 2613910 2613838 12 84 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 
strain CVL 16S ribosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

104044 Bacteria_16S 2689599 2689527 11 83 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

104044 Bacteria_16S 3007851 3007807 48 92 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

104044 Bacteria_16S 3110398 3110354 48 92 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 
104044 Bacteria_16S 3151097 3151025 12 84 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

104044 Bacteria_16S 3173992 3173921 21 92 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
104044 Bacteria_16S 3460154 3460094 22 82 gi|219846602|ref|NR_026194.1| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

104044 Bacteria_16S 3496601 3496537 28 92 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

104044 Bacteria_16S 3706284 3706198 13 100 gi|219846432|ref|NR_026023.1| Prosthecobacter 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosthecobacter debontii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
104044 Bacteria_16S 23106 23043 20 83 gi| 265679048 |ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104044 Bacteria_16S 342795 342732 21 84 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

104044 Bacteria_16S 461796 461733 21 84 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
104044 Bacteria_16S 504776 504709 15 82 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 
strain DV1140 16S ribosomal RNA, partial sequence 504361 505871 Thermosipho atlanticus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

104044 Bacteria_16S 536728 536665 20 83 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

104044 Bacteria_16S 618704 618643 21 82 gi| 265678639 |ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
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Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104044 Bacteria_16S 3653267 3653196 21 92 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

104044 Bacteria_16S 3698791 3698728 21 84 gi|219846437|ref|NR_026028.1| Desulfomicrobium 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
104044 Bacteria_16S 3724412 3724349 21 84 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

104044 Bacteria_16S 3728780 3728717 21 84 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

104044 Bacteria_16S 3733153 3733090 21 84 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

104044 Bacteria_16S 3734612 3734549 21 84 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

104044 Bacteria_16S 3738998 3738935 21 84 gi|219846408|ref|NR_025999.1| Nonomuraea polychroma 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 3740040 Nonomuraea polychroma Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
104044 Bacteria_16S 3741926 3741863 21 84 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

104044 Bacteria_16S 3743391 3743328 21 84 gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea 
strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
104044 Bacteria_16S 3744856 3744793 21 84 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 
strain 104 16S ribosomal RNA, partial sequence 3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
104044 Bacteria_16S 3746317 3746254 21 84 gi|219846403|ref|NR_025994.1| Nonomuraea angiospora 


strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; Strept 


osporangineae; Streptosp 


orangiaceae; Nonomuraea. 


104044 Bacteria_16S 


strain HD9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
104044 Bacteria_16S 35203 35145 35 93 gi| 265679040 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaeta 
104044 Bacteria_16S 97233 97171 22 84 gi| 265678998 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desu 
Desulfocapsa. 

104044 Bacteria_16S 162736 162666 12 82 gi| 265678954 
epidermidis strain P159 16S ribosomal RNA, partial sequence 16233 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Brevibacterium. 

104044 Bacteria_16S 202516 202454 20 82 gi| 265678928 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 20208 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacte 
Coprothermobacter. 

104044 Bacteria_16S 269603 269533 22 92 gi| 265678880 


polysaccharolytic 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


104044 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


104044 Bacteria_16S 


antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 


104044 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


104044 Bacteria_16S 


contaminans strai 
contaminans Bacte 


104044 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


104044 Bacteria_16S 


strain SL24 16S r 
Thermotogae; Ther 


104044 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


104044 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


104044 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


104044 Bacteria_16S 


montpellierensis 
montpellierensis 


104044 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


104044 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


104044 Bacteria_16S 


strain LK2-10 16S 
Actinobacteria; A 
Micromonospora. 


104044 Bacteria_16S 


strain W1-2B 16S 
Proteobacteria; A 


104044 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


104044 Bacteria_16S 


dehalogenans 2CP- 


Anaeromyxobacter. 


4109714 4109651 21 84 
bosomal RNA, partial sequence 


gi 


um strain KMTHCJT 16S ribosomal RNA, p 


rales; Thermoanaerobacterales Family I 
363612 363542 22 92 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
420218 420148 12 82 gi 
KM Ac-2118 16S ribosomal RNA, partial 

Actinobacteria; Actinobacteridae; Ac 


v 


451075 451013 20 82 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
526036 525966 22 92 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
532092 532022 22 92 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
614077 614015 20 82 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
643053 642983 22 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
665681 665619 22 84 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
697491 697421 22 92 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
766358 766288 22 92 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
934470 934408 22 84 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
949954 949920 20 54 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1047973 1047911 21 82 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


gi 


Petrotoga. 
92 gi 


1069101 1069031 22 92 

ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1103589 1103528 15 77 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1120283 1120221 30 92 gi 
1 16S ribosomal RNA, partial sequence 


gi 


4109294 41108 


450666 45216 


531745 53318 


613678 61515 


642624 644123 Sporo 


665236 66673 


949535 95104 


1047573 10490 


1068707 10701 


1103152 11046 


219846145 


artial seq 


II. Incert 
265678812 
ence 36326 
terales; C 
265678774 
sequence 

tinomyceta 


265678753 


265678701 
equence 

ae; Anoxyb 
265678697 


265678642 


265678622 


265678605 


eae; Pelos 
265678584 
nce 69711 
terales; C 
265678535 
artial seq 
tridiales; 
265678422 
e 93405 
brionales; 
265678412 


mamonadace 
265678346 


omonospori 
265678331 


aulobacter 
265678306 


mily XIII. 


ae Sedis; Thermo 
ref |NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref |NR_029079.1 

419777 421277 
les; Micrococcin 


ref|NR_029058.1 


ref|NR_029006.1 

525601 527141 
acillus. 
ref|NR_029002.1 


ref |NR_028947.1 


ref 
musa 


NR_028927.1 
ovata Bacte 
ref |NR_028910.1 
pora. 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref |NR_028839.1 
uence 765978 
Veillonellaceae 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref|NR_028714.1 


Acidovorax. 
NR_028648.1 


ae; 
ref 


neae; Micromono 


H s 


ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 


228716127 


ref|NR_025735.1| Kribbella jejuensis 
10 Kribbella jejuensis Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_029348.1] Treponema 

34837 36333 Treponema 
ceae; Treponema. 
ref|NR_029306.1] Desulfocapsa 

96815 98277 Desulfocapsa 
lfobacterales; Desulfobulbaceae; 
ref|NR_029262.1| Brevibacterium 
4 163815 Brevibacterium epidermidis 
ococcineae; Brevibacteriaceae; 
ref|NR_029236.1| Coprothermobacter 
7 203611 Coprothermobacter 
rales; Thermodesulfobiaceae; 
ref|NR_029186.1| Thermoanaerobacterium 
uence 269183 270620 


anaerobacterium. 
Phenylobacterium 

obacterium lituiforme 

Phenylobacterium. 
Brevibacterium 
Brevibacterium 

eae; Brevibacteriaceae; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Sporomusa ovata strain 
ria; Firmicutes; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Veillonella 

767386 Veillonella 
Veillonella. 
Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 
Acidovorax delafieldii 


, 


9 Acidovorax delafieldii Bacteria; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Brevundimonas nasdae 
nasdae Bacteria; 

onas. 

Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 


ref|NR_027547.1 


Anaeromyxobacter 


1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 


104044 Bacteria_1 


sanguinis strain 


Bacteria; Actinob 


Brevibacterium. 


104044 Bacteria_1 


strain HI 11/12 1 


Bacteria; Aquific 
104044 Bacteria_1 
subsp. paredis st 


socranskii subsp. 


104044 Bacteria_1 


strain CBS 107.95 


Bacteria; Actinob 
104044 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


104044 Bacteria_16S 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
104044 Bacteria_16S 
strain JZC3 16S r 
Spi 
104044 Bacteria_16S 


Spirochaetes; 


R-16300 16S ribos 
Bacillales; Bacil 


104044 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


104044 Bacteria_16S 
strain 4-1 16S ri 


Firmicutes; Bacil 


104044 Bacteria_16S 


decolorationis st 
decolorationis Ba 


104044 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


104044 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


104044 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


104044 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


104044 Bacteria_16S 


strain DSM 2665 1 


6S 1132389 1132319 12 82 gi 


6S 1230725 1230663 21 
6S ribosomal RNA, 


83 gi 


6S 1251685 1251627 35 93 gi 
paredis Bacteria; Spirochaetes; 
6S 1262247 1262185 20 82 gi 


16S ribosomal RNA, partial sequence 


1433457 1433395 30 92 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1439649 1439587 21 82 
ribosomal RNA, partial sequence 


gi 


gi 


1466816 1466758 35 93 
ibosomal RNA, partial sequence 
rochaetales; 
1636423 1636353 22 
omal RNA, partial sequence 
laceae; Bacillus. 

1637914 1637844 22 
omal RNA, partial sequence 
laceae; Bacillus. 

1685149 1685087 30 92 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1802201 1802131 22 92 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1812966 1812904 20 82 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
1881613 1881543 22 


gi 


92 gi 


92 gi 


gi 


Petrotoga. 

92 gi 
ridia; Clostridiales; Veillonellaceae; 
1945421 1945351 22 92 gi 


lales; Bacillaceae; Bacillus. 

2012818 2012748 22 92 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2014278 2014208 22 92 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


104044 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


104044 Bacteria_16S 


strain ATCC 15253 


2021654 2021584 22 92 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023143 2023073 22 92 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


104044 Bacteria_16S 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


104044 Bacteria_16S 


azotonutricium st 
azotonutricium Ba 


104044 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


104044 Bacteria_16S 


Sapomandens strai 
Sapomandens Bacte 


104044 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


2090390 2090329 21 82 gi 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 
Mycobacterium. 

2269668 2269610 35 93 gi 
rain ZAS-9 16S ribosomal RNA, partial 

cteria; Spirochaetes; Spirochaetales; 

2280356 2280278 15 92 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2428823 2428753 22 92 gi 
n DSM 3223 16S ribosomal RNA, partial 

ria; Firmicutes; Clostridia; Clostridi 
2484725 2484655 22 92 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


CF63 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


rain ATCC 35535 16S ribosomal RNA, par 
Spiro 


acteria; Actinobacteridae; Actinomycet 


6S ribosomal RNA, partial sequence 2013915 20 


253680768 
ce 
ales; 


219878275 


complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermoc 


rinis. 
219857241 


chaetales; 
219846681 


ales; 
224581433 


1433051 14345 


224581428 


1439230 14407 
donocardin 


224581408 


1466484 14678 
Spirochaetaceae; Treponema. 


219878452 


1636012 1637452 Bacil 


219878451 


1637503 1638932 Bacil 


219878418 


1684753 16861 


219878334 
ia 
aceae; 
219878327 


1812567 18140 


219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
poromusa 


s 
219878231 


16S ribosomal RNA, partial sequence 1945009 19464 


219878187 
al sequ 
ria; Rh 
219878186 
153 
yphomon 
219878181 
20212 
terales; 
219878180 
20227 
aulobac 
219878129 
1 
ae 


, 


219857553 
sequence 

Sp 
219857546 


2279959 22814 


219857438 
sequence 

ales; 
219857393 


11319 
Micr 


tial seque 


12618 
Cory 


1 sequen 
Bac 


enc 
odo 


ada 


Cc 


ter 


sequence 
Actino: 


irochaet 


Pept 


ref|NR_028016.1 
55 1133449 Brevib 
ococcineae; 


ref |NR_025414.1 
93 Thermocrinis 


ref 
nce 


NR_024869.1 

125128 
Spirochaetaceae 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_027215.1 


ref |NR_027210.1 


Actinosynne 
NR_027189.1 


eae; 
ref 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025557.1 


ref|NR_025473.1 
ce 1801788 180329 
illus. 
ref |NR_025466.1 


ref|NR_025417.1 


ref|NR_025370.1 


ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 
ceae; Hyphomona 
ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref |NR_025268.1 

2089993 209143 
mycetales; Coryn 


ref|NR_025141.1 

2269277 227073 
aceae; Treponema 
ref |NR_025134.1 


ref |NR_025026.1 
2428395 242981 
ococcaceae; Desu 


Brev 


Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Thermocrinis albus 


albus DSM 14484 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Staphylococcus felis 


, 


25 Staphylococcus felis Bacteria; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Bacillus 
0 Bacillus 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Ss. 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Mycobacterium 

7 Mycobacterium 
ebacterineae; 


Treponema 
9 Treponema 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 


ref|NR_024981.1 


Mycoplasma subdolum 


2484337 2485798 Mycoplasma subdolum Bacteria; 


104044 Bacteria_16S 2536217 2536147 22 92 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

104044 Bacteria_16S 2537576 2537506 22 92 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

104044 Bacteria_16S 2538980 2538910 22 92 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 2539930 Hyphomonas hirschiana Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

104044 Bacteria_16S 2540310 2540240 22 92 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

104044 Bacteria_16S 2541715 2541645 22 92 gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 2542665 Hyphomonas adhaerens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

104044 Bacteria_16S 2679119 2679057 30 92 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

104044 Bacteria_16S 2696910 2696840 22 92 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

104044 Bacteria_16S 2883479 2883409 22 92 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

104044 Bacteria_16S 3025897 3025827 22 92 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
104044 Bacteria_16S 3115015 3114954 21 82 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

104044 Bacteria_16S 3202905 3202835 22 92 gi| 219846786 |ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

104044 Bacteria_16S 3362362 3362300 30 92 gi|219846675|ref|NR_026267.1| Salimicrobium album 


strain DSM 20748 
Firmicutes; Bacil 


104044 Bacteria_16S 


strain DSM 2062 1 


lales; Bacillaceae; Salimicrobium. 


3394086 3394016 12 82 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104044 Bacteria_16S 


strain DSM 20425 


3502511 3502441 12 82 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104044 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


104044 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


104044 Bacteria_16S 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


104044 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


104044 Bacteria_16S 3993522 3993452 22 92 gi| 219846229 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 39945 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104044 Bacteria_16S 4041851 4041781 22 92 gi|219846195 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104044 Bacteria_16S 4102199 4102129 22 92 gi|219846151 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104044 Bacteria_16S 4112834 4112764 12 82 gi| 219846142 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Brevibacterium. 

104044 Bacteria_16S 4120387 4120317 12 82 gi| 219846137 


3535996 3535926 22 92 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3545362 3545292 22 92 
somal RNA, complete sequence 
laceae; Bacillus. 

3616994 3616933 21 82 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


3779515 3779445 22 92 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


16S ribosomal RNA, partial sequence 3361953 33634 


6S ribosomal RNA, partial sequence 3393663 33951 


16S ribosomal RNA, partial sequence 3502100 35035 


3535585 35370 


3544949 35464 


3779118 37805 


219846649 


ococcineae 
219846574 


ococcineae 
219846552 


219846546 


219846494 
ce 36165 
ales; Cory 


219846377 


41 Salimicrobium album Bacteria; 
ref|NR_026241.1| Brevibacterium iodinum 
47 Brevibacterium iodinum Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_026166.1| Brevibacterium linens 
72 Brevibacterium linens Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_026144.1| Bacillus halmapalus 

88 Bacillus halmapalus Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 


ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


Mycobacterium 
cterium komossense 
ycobacteriaceae; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025819.1| Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 


ref|NR_025785.1| Bacillus farraginis 
25 Bacillus farraginis Bacteria; 


ref|NR_025741.1| Bacillus patagoniensis 
87 Bacillus patagoniensis Bacteria; 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


ref 
4 
les; 


NR_025732.1 
112427 411388 
Micrococcin 


ref|NR_025727.1| Brevibacterium celere 


strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


104044 Bacteria_16S 


strain SS 1019 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 
104044 Bacteria_16S 


30741 30708 59 


110883 110838 48 


92 gi|265679043|ref 
30363 31864 
Facklamia. 
93 gi| 265678988 |ref 


strain BR 16S ribosomal RNA, partial sequence 


Spirochaetes; 
104044 Bacteria_16S 


strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Ac 


104044 Bacteria_16S 


arborescens strain DSM 20754 16S riboso 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
104044 Bacteria_16S 


Spirochaetales; 


126333 126276 25 


158271 158210 21 


242545 242484 21 


novocastrense strain 73 16S ribosomal RNA, 


novocastrense Bacteria; Actinobacteria; 
Mycobacterium. 


Mycobacteriaceae; 
104044 Bacteria_16S 
strain SEBR 7054 
Thermotogae; 
104044 Bacteria_16S 
strain CCUG 42773 


104044 Bacteria_16S 


VKM Ac-1800 16S ribosomal RNA, partial 


Thermotogales; 


247113 247052 21 


Thermotogaceae; 
595832 595775 25 


Actinobacteria; Actinobacteridae; Actinomyc 


104044 Bacteria_16S 
strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomyc 


104044 Bacteria_16S 


strain VKM Ac-1804 16S ribosomal RNA, p 
Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 


cheerisanensis strain YC75 16S ribosomal 
cheerisanensis Bacteria; Actinobacteria; 
Kitasatospora. 


Streptomycetaceae; 
104044 Bacteria_16S 
strain YLM-32 16S 


968404 968344 21 


1076397 1076336 21 


ribosomal RNA, partial se 


Actinobacteria; Actinobacteridae; Actinomyc 


104044 Bacteria_16S 


1102008 1101947 21 


strain 14 16S ribosomal RNA, partial sequen 


Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 


CMS 81 16S ribosomal RNA, 
Actinomycetales; Micr 


Actinobacteridae; 
104044 Bacteria_16S 


CMS 76r 16S ribosomal RNA, 


Actinobacteridae; 
104044 Bacteria_16S 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 123481 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
104044 Bacteria_16S 
lecithinolyticum 
lecithinolyticum 
104044 Bacteria_16S 
str. 


104044 Bacteria_16S 


cynodontis JCM 9733 16S ribosomal RNA, partial sequence 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; 
Leifsonia. 


Microbacteriaceae; 
104044 Bacteria_16S 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 
stercoricanis Bacteria; 


104044 Bacteria_16S 
strain R2014 16S 


104044 Bacteria_16S 


Actinomycetales; Micr 


Bacteria; 


1136881 1136820 21 
complete sequence 


1138432 1138371 21 


1233743 1233682 21 


1263741 1263696 48 


Spirochaetes; 
1316647 1316586 21 
1401513 1401452 21 
1622782 162274517 
Proteobacteria; 


1668522 1668461 21 


1819120 1819059 21 


Spirochaetaceae; Treponema. 


82 


82 


mal RNA, partial 


82 


complete sequence 
Actinobacteridae; Actinomycetales; 


82 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotoga. 


82 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


755682 755621 21 82 

sequence 
etales; 

838326 838265 21 82 
ribosomal RNA, partial sequence 
etales; 

886667 886606 21 82 


artial sequence 
omycetales; Micrococcineae; 


82 


RNA, partial sequence 
Actinobacteridae; 


82 
quence 
etales; 

82 
ce 


omycetales; 


82 


1136447 1137959 Leifsonia 
ococcineae; Microbacteriaceae; 


82 


complete sequence 1138010 1139535 Leifsonia 
ococcineae; Microbacteriaceae; 


82 


93 


ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales; 


82 


Twist 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


82 


54 


Betaproteobacteria; 


82 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


82 


NR_029351.1 


NR_029296.1 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Treponema maltophilum 


110499 111992 Treponema maltophilum Bacteria; 


gi| 265678978 |ref 


265678957 
sequence 
Actinomycetal 


gi ref 


gi|265678900|ref 


gi| 265678897 |ref 


gi|265678655|ref 


Ac 


gi|265678542|ref 


125918 127358 Actin 


157869 159336 


242123 243639 


NR_029286.1 


NR_029265.1 


es; Micrococ 


NR_029208.1 


NR_029205.1 


NR_028960.1 


NR_028846.1 


Actinomyces meyeri 


omyces meyeri Bacteria; 
tinomycetaceae; Actinomyces. 


Microbacterium 
Microbacterium 
cineae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Actinomyces funkei 


595455 596820 Actinomyces funkei Bacteria; 
tinomycetaceae; Actinomyces. 


Agromyces albus strain 


755262 756747 Agromyces albus Bacteria; 


Micrococcineae; Mi 
gi| 265678487 |ref 


crobacteriac 
NR_028790.1 


eae; Agromyces. 
Nonomuraea rubra 


837961 839417 Nonomuraea rubra Bacteria; 


Streptosporanginea 
gi| 265678453 |ref 


Mi 


gi| 265678398 |ref 


Actinomyce 
265678325 


gi ref 


886247 887732 Agreia 


967981 969477 


e; Streptosp 
NR_028755.1 


crobacteriac 
NR_028700.1 
tales; Strep 


NR_028627.1 


orangiaceae; Nonomuraea. 
Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Kitasatospora 
Kitasatospora 
tomycineae; 


Rarobacter incanus 


1075986 1077478 Rarobacter incanus Bacteria; 


Micrococcineae; Ra 
gi| 265678308 |ref 


robacteracea 
NR_028610.1 


e; Rarobacter. 
Agromyces rhizospherae 


1101592 1103101 Agromyces rhizospherae Bacteria; 


Micrococcineae; Mi 
gi|253680765|ref 


gi| 253680764 |ref 


gi|219878266|ref 


Actinomyce 
219846655 
sequence 


Spirochaetac 
228715851|ref 


gi ref 


gi 


1263357 126483 


crobacteriac 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_025405.1 


tales; Micro 


NR_026247.1 


eae; Trepone 
NR_027540.1 


eae; Agromyces. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Microbacterium 
7 Microbacterium 
coccineae; 


Treponema 

5 Treponema 

ma. 

Tropheryma whipplei 


1316224 1317707 Tropheryma whipplei str. Twist 


Micrococ 
gi| 228715351 |ref 
Actinomycetale 


gi| 219878461 |ref 


Burkholde 


gi| 219878429 |ref 


1401111 1402554 Leifso 


1622384 162383 


cineae; Trop 
NR_027523.1 


s; Micrococc 


NR_025600.1 


riales; Alca 
NR_025568.1 


heryma. 

Leifsonia xyli subsp. 
nia xyli subsp. 

ineae; 


Sutterella 

8 Sutterella 
ligenaceae; Sutterella. 
Actinomyces nasicola 


1668114 1669588 Actinomyces nasicola Bacteria; 


Ac 


219878323|ref 


tinomycetace 


gi 


ae; Actinomyces. 
Plantibacter flavus 


NR_025462.1 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 


104044 Bacteria_16S 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


104044 Bacteria_16S 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; 
Gulosibacter. 


Microbacteriaceae; 
104044 Bacteria_16S 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial 


sanguinicola Bacteria; 
104044 Bacteria_16S 

strain DSM 13256, 
Thermotogae; 
104044 Bacteria_16S 


paucivorans strain CF 62 16S ribosomal 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 


Brevibacteriaceae; 
104044 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
104044 Bacteria_16S 


singaporensis strain IM 7744 16S riboso: 
singaporensis Bacteria; Actinobacteria; 
Actinopolymorpha. 


Nocardioidaceae; 
104044 Bacteria_16S 


psychrolactophilus strain B7 16S riboso 
psychrolactophilus Bacteria; Actinobact 
Micrococcaceae; Arthrobacter. 


104044 Bacteria_16S 
erythreum strain 


Nocardioidaceae; 
104044 Bacteria_16S 


fritillariae strain VKM Ac-2059 16S rib 


fritillariae Bacteria; 
Microbacteriaceae; 
104044 Bacteria_16S 


strain DSM 5069 16S ribosomal RNA, part 


Bacteria; Thermotogae; 
104044 Bacteria_16S 


strain Lp2 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 
cineracea strain 


Streptomycetaceae; 
104044 Bacteria_16S 
strain CM-10 16S 


104044 Bacteria_16S 
strain CM-01 16S 


104044 Bacteria_16S 
tolaasinivorans strain 


tolaasinivorans Bacteria; Actinobacteri 
Mycetocola. 


Microbacteriaceae; 
104044 Bacteria_16S 


saperdae strain IFO 15038 16S ribosomal 
Actinobacteria; Acti 


saperdae Bacteria; 
Microbacterium. 
104044 Bacteria_16S 


luteolum strain IFO 15074 16S ribosomal 
Actinobacteria; Acti 


luteolum Bacteria; 
Microbacterium. 
104044 Bacteria_16S 


strain 801 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actin 


104044 Bacteria_16S 


16S ribosomal RNA, pa 
Thermotogales; 


333/02 16S ribosomal 
Actinobacteria; Acti 


NRRL B-3381 16S riboso 
erythreum Bacteria; Actinobacteria; Act 
Aeromicrobium. 


Okibacterium. 


SK-3255 16S ribosomal 
cineracea Bacteria; Actinobacteria; Act 
Kitasatospora. 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


1822177 1822116 21 


1834305 1834244 21 


1908685 1908652 59 


Firmicutes; 


1916344 1916283 21 


1937761 1937700 21 


1948476 1948415 21 


2343682 2343621 21 


2454723 2454662 21 


2658115 2658054 21 


2784081 2784020 21 


Actinobacteria; 


2790177 2790116 21 


2814169 2814108 21 


2842974 2842914 21 


2893956 2893895 21 


2895451 2895390 21 


2896945 2896884 21 


CM-05 16S ribosomal RNA, partial sequence 
Actinobacteridae; 


2957551 2957490 21 


2959011 2958950 21 


3006390 3006329 21 


3012358 3012297 21 


RNA, 


a; 


82 


82 


92 


Lactobacillales; Aerococcaceae 


82 


rtial sequence 
Thermotogaceae; Thermosipho. 


82 


RNA, partial sequence 


82 


RNA, partial sequence 
nobacteridae; Actinomyceta 


82 


mal RNA, partial sequence 
Actinobacteridae; 


82 


mal RNA, partial sequence 
eria; Actinobacteridae; Ac 


82 


mal RNA, partial sequence 
inobacteridae; Actinomycet 


82 


osomal RNA, partial sequen 
Actinobacteridae; 


82 


ial sequence 2789778 27912 
Thermotogales; Thermotogaceae; Thermotoga. 


82 


equence 
omycetales; Micrococcineae 


82 


82 
sequence 


omycetales; 


82 
sequence 


omycetales; 


82 


82 


RNA, partial sequence 
nobacteridae; Actinomycetales; 


82 


RNA, partial sequence 
nobacteridae; Actinomycetales; 


82 


equence 
omycetales; Micrococcineae 


82 


complete sequence 
inobacteridae; Actinomycetales; 


Micrococcineae 


Micrococcineae 


gi|219878321 


gi| 219878312 


219878257 
sequenc 


gi 


219878250 
19159 


gi 


gi| 219878236 
Actinomyc 
gi| 219878229 


gi|219857498 


gi] 219857415 


gi|219857218 


gi| 219857127 


gi|219857123 


gi|219857107 
2813767 28152 
gi|219856895 


gi| 219856860 
2893553 28949 


gi| 219856859 
2895048 28964 
gi| 219856858 


gi|219856818 


219856817 


gi 


gi|219846919 


Actinomycetales; 


v 


, 


’ 


Actinomycetales; 


etales; 


les; 


tinomycetales; 


ce 2783663 278516 
Actinomycetales; 


ref 
48 Thermotoga thermarum DSM 5069 


ref 
09 Tetrasphaera 


ref 


ref 
97 Mycetocola lacteus Bacteria; 


ref 
91 Mycetocola saprophilus Bacteria; 


ref 


ref 


ref 


ref |NR_025460.1 


ref|NR_025451.1 


Agreia pratensis 


50 Agreia pratensis Bacteria; 
; Microbacteriaceae; Agreia. 


Gulosibacter 


1833888 1835317 Gulosibacter 


ref |NR_025396.1 


ref 


NR_025389.1 


ref |NR_025375.1 


Micrococcineae; 


Aerococcus 


e 1908318 1909816 Aerococcus 
; Aerococcus. 


Thermosipho geolei 


11 1917433 Thermosipho geolei Bacteria; 


Brevibacterium 


1937348 1938759 Brevibacterium 


ref |NR_025368.1 
1948071 194955 


ref|NR_025086.1 
2343294 234473 


ref|NR_025003.1 
2454319 245573 


ref|NR_024846.1 
2657714 265918 


ref|NR_024755.1 


Microco 


NR_024751.1 


NR_024735.1 


Intrasporangia 
NR_024714.1 
2842551 284406 
Streptomyc 


NR_024679.1 


Microbacteriac 
NR_024678.1 


Microbacteriac 
NR_024677.1 
2896542 289798 
Micr 


NR_024637.1 
2957165 295857 
Micrococcin 


NR_024636.1 
2958622 296006 
Micrococcin 


NR_026511.1 


Micrococcineae; 


Microbacterium 
0 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Actinopolymorpha 
5 Actinopolymorpha 


Actinomycetales; Propionibacterineae; 


Arthrobacter 
2 Arthrobacter 


Micrococcineae; 


Aeromicrobium 
7 Aeromicrobium 


ales; Propionibacterineae; 


Okibacterium 
8 Okibacterium 
ccineae; 


Thermotoga thermarum 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Kitasatospora 

5 Kitasatospora 
ineae; 


Mycetocola lacteus 


eae; Mycetocola. 
Mycetocola saprophilus 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 
ococcineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Frigoribacterium faeni 


3005987 3007453 Frigoribacterium faeni Bacteria; 
Microbacteriaceae; Frigoribacterium. 


gi|219846915 


’ 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 


ref 


Marmoricola 


NR_026507.1 
3011945 301344 


1 Marmoricola 


104044 Bacteria_16S 3068392 3068331 21 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 306946 
esteraromaticum Bacteria; Actinobacteria; 


Microbacteriaceae; Microbacterium. 
104044 Bacteria_16S 3336241 3336180 21 
strain DSM 44183 


104044 Bacteria_16S 3351470 3351409 21 


82 


Actinobacteridae; 


82 


82 


gi 


gi 


Corynebacterineae; 


gi 


219846876 


219846694 


16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846683 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 


104044 Bacteria_16S 3354557 3354496 21 


tyrofermentans strain CNRZ 926 16S ribosomal RNA, 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; Brachybacterium. 
104044 Bacteria_16S 3412399 3412342 25 
strain NCTC 10951 


104044 Bacteria_16S 
strain DSM 20032 


3454083 3454022 21 


104044 Bacteria_16S 3479884 3479827 25 


denticolens strain NCTC 11490 16S ribosomal RNA, partial 


82 


82 


82 


82 


gi 


complete sequence 3354134 335564 
Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 


gi 


denticolens Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 

104044 Bacteria_16S 3481365 3481308 25 
strain NCTC 11636 
104044 Bacteria_16S 3504026 3503965 21 
strain DSM 43045 


104044 Bacteria_16S 
strain DSM 20145 


3505558 3505497 21 


104044 Bacteria_16S 
testaceum strain 


3507075 3507014 21 


Microbacterium. 
104044 Bacteria_16S 
imperiale strain 


3510118 3510057 21 


Microbacterium. 
104044 Bacteria_16S 3511640 3511579 21 
lacticum strain DSM 20427 16S ribosomal 
lacticum Bacteria; 
Microbacterium. 
104044 Bacteria_16S 3853662 3853601 21 
strain SS-1 16S ribosomal RNA, partial 


104044 Bacteria_16S 4031263 4031202 21 
strain NRRL B-16327 16S ribosomal RNA, 


104044 Bacteria_16S 4032813 4032752 21 
strain NRRL B-16153 16S ribosomal RNA, 


104044 Bacteria_16S 4034367 4034306 21 


lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 


82 


82 


82 


82 


82 


82 


82 


sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


82 


82 


82 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


gi 


gi 


gi 


gi 


gi 


gi 


219846680 


219846636 


219846607 


16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846589 


219846588 
34809 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


219846571 


DSM 20166 16S ribosomal RNA, partial sequence 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Act 


219846569 


DSM 20530 16S ribosomal RNA, partial sequence 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Act 


219846568 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846326 


3853246 38547 


gi 


partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


lechevalierae Bacteria; Actinobacteria; Actinobacterida 


Glycomycetaceae; Glycomyces. 


104044 Bacteria_16S 21505 21461 48 


92 


strain 12B4 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


104044 Bacteria_16S 29178 29134 48 


92 


gi 


21157 
Clostridiales; Veillonellaceae; 


gi 


Leptothrix. 


219846202 
40308 
Glyc 
219846201 
40324 
Glyc 
219846200 


265679049 

22626 
Propionis 

265679044 


amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 


amylolyticus Bacteria; 
104044 Bacteria_16S 


Firmicutes; 


80396 80352 48 


strain 58/1971 16S ribosomal RNA, partial sequence 
Listeria. 


Firmicutes; Bacillales; 
104044 Bacteria_16S 


Listeriaceae; 
101826 101782 48 


Lactobacillales; 


92 


92 


Lac 
gi 


80045 


gi 


tobacillac 
265679010 
81448 


265678995 


Actinomycetales; 


nomycineae; 


ococcineae; 


sequence 
Actinomycetales; 


inomycetales; 


inomycetales; 


e; Actinomycetales; 


ref|NR_026468.1 


ref|NR_026286.1 


ref|NR_026275.1 
Microbacteriac 


ref |NR_026272.1 


ref|NR_026228.1 


ref|NR_026199.1 


ref |NR_026181.1 
3479494 348091 


ref|NR_026180.1 
66 3482380 Actino: 
Actinomycetace 
ref|NR_026165.1 


Microbacteriac 


ref |NR_026164.1 


ref|NR_026163.1 
3506673 350814 
Micrococci 


ref|NR_026161.1 
3509716 351118 
Micrococci 


ref|NR_026160.1 
3511236 351270 
Micrococcin 


ref |NR_025916.1 


ref|NR_025792.1 
omycineae; Glyco 
ref|NR_025791.1 


omycineae; Glyco 
ref|NR_025790.1 
403395 


ref |NR_029357.1 

Propionispira 
pira. 
ref |NR_029352.1 

28769 30312 
eae; Lactobacill 
ref |NR_029318.1 


ref |NR_029303.1 


Microbacterium 
0 Microbacterium 


Micrococcineae; 


Mycobacterium hodleri 
hodleri Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


eae; Agrococcus. 
Brachybacterium 
5 Brachybacterium 


Micrococcineae; 


Actinomyces viscosus 


3412006 3413422 Actinomyces viscosus Bacteria; 
Actinomycetaceae; Actinomyces. 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 
Micrococcaceae; 


Kocuria. 
Actinomyces 
5 Actinomyces 


Actinomycineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


eae; Microbacteriaceae; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Glycomycineae; 


Propionispira arboris 
arboris Bacteria; 


Lactobacillus 
Lactobacillus 
us. 

Listeria innocua 


Listeria innocua Bacteria; 


Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 


104044 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


104044 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


104044 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


104044 Bacteria_16S 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


104044 Bacteria_16S 


strain HO14 16S r 
Spirochaetes; Spi 


104044 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


104044 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


104044 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


104044 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


104044 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


104044 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


104044 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


104044 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


104044 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


104044 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


104044 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


104044 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


104044 Bacteria_16S 
n 123 16S ribosomal 
tes; Bacillales; Bacillaceae; Virgibac 
104044 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


nematophilus stra 
nematophilus Bact 


strain WSU 86/104 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
104044 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


104044 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


eria; 
104044 Bacteria_16S 


osomal RNA, partial sequence 


150505 150445 22 
osomal RNA, partial sequence 


82 gi 


ridia; Clostridiales; Clostridiaceae; 
268096 268032 21 84 gi 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
310588 310553 57 93 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
321098 321054 48 92 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
452629 452585 48 92 gi 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
454227 454183 48 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
501702 501658 48 92 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
548902 548858 48 92 
ribosomal RNA, partial sequence 


92 gi 


gi 


gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
653551 653491 22 82 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
661051 661007 48 92 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
664124 664064 22 82 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


701882 701839 48 92 

ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
709109 709049 22 82 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
718442 718398 48 92 gi 
RNA, complete sequ 


gi 


761667 761623 48 92 gi 
in NEMla 16S ribosomal RNA, partial se 
Firmicutes; Bacillales; Paenibac 
973018 972978 64 104 gi 
4 16S ribosomal RNA, complete sequence 
1008213 1008169 48 


92 gi 


104044 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


lales; Bacillaceae; Bacillus. 
1034151 1034107 48 92 gi| 265678355 |ref|NR_028657.1 
4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneuri 
tes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneur 
1086937 1086893 48 92 gi|265678318|ref|NR_028620.1 


1 RNA, 
laceae; 


complete sequence 
Bacillus. 


265678962 
150066 15156 


ia; Vibrionales; Vibrionaceae; Aliivibrio. 
182535 182475 22 82 gi| 265678941 |ref|NR_029249.1 
bosomal RNA, partial sequence 182124 18361 


Clostridiu 
265678881 
rtial sequ 
nobacterid 


265678853 
310195 31168 


v 


265678846 


illaceae; 
265678752 
452220 45376 


265678751 
453819 45536 


265678717 
501307 50281 


265678686 
548509 55004 


ridia; Clostridiales; Veillonellaceae; Sporomusa. 
606321 606277 48 92 gi| 265678647 |ref|NR_028952.1 
-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceano 


tes; Bacillales; Bacillaceae; Oceanobacillus. 
644611 644551 22 82 gi| 265678621 |ref|NR_028926.1 
al RNA, complete sequence 644174 645732 Vibrio lentus Bacteri 


265678614 
ence 65316 
idiaceae; 
265678608 
tial seque 
icoccus. 
265678606 
quence 
ales; 


265678581 
701473 70290 


265678576 


onaceae; 
265678569 
ence 71801 
illus. 
265678538 
quence 
illaceae; 
265678395 


265678372 
1007814 10092 


ref |NR_029270.1 


m. 

ref 
ence 
ae; 


NR_029187.1 
267723 
Actinomyceta 


ref |NR_029159.1 


Borrelia burgdorferi gro 
ref|NR_029151.1 
320691 322234 
Bacillus. 
ref|NR_029057.1 


sequence 


ref|NR_029056.1 


ref|NR_029022.1 


ref|NR_028991.1 


ref|NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref|NR_028913.1 
nce 660668 


ref|NR_028911.1 

663698 665185 
Clostridiales Family 
ref|NR_028886.1 
9 Paenibacillus 


ref |NR_028881.1 
708668 710188 Aliivi 
Aliivibrio. 
ref |NR_028873.1 
9 719581 Virgib 


ref |NR_028842.1 

761257 762788 
Paenibacillus. 
ref |NR_028697.1 
972617 974173 Waddli 


ref |NR_028674.1 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
173494 173434 22 82 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Actinomadura cremea 
269132 Actinomadura 
les; 


Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Bacillus 
Bacillus 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Oceanobacillus 
bacillus picturae 


Vibrio lentus strain 
a; Proteobacteria; 


Caloranaerobacter 
naerobacter azorensis 
bas 

Jeotgalicoccus 

662086 Jeotgalicoccus 


Anaerovorax 
Anaerovorax 


XIII. Incertae Sedis; 


Paenibacillus graminis 
graminis Bacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Virgibacillus 
acillus marismortui 


Paenibacillus 
Paenibacillus 


Waddlia chondrophila 
a chondrophila Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Aneurinibacillus 


nibacillus danicus 


inibacillus. 
Bacillus akibai strain 


1086532 1088056 Bacillus akibai Bacteria; 


Firmicutes; 


104044 Bacteria_16S 1154997 1154953 48 92 gi| 253680753 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 11561 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
104044 Bacteria_16S 1176343 1176283 22 82 gi| 228718376 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 11773 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
104044 Bacteria_16S 1284721 1284677 48 92 gi|219846054 


psychrophilus str 
psychrophilus Bac 


104044 Bacteria_ 


halotolerans stra 
halotolerans Bacteria; 


104044 Bacteria_ 
subsp. 
subsp. 
104044 Bacteria_ 


strain 2DT 16S ribosomal RNA, partial sequence 
Bacil 


Firmicutes; 


equorum st 
equorum Bacteria; 


ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
16S 1286278 1286234 48 92 gi 
in YKJ-101 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Jeotgali 
16S 1293869 1293825 48 92 gi 
rain PA 231 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Staphy 
16S 1296779 1296735 48 92 gi 


lales; Bacillaceae; Bacillus. 


sequence 
icoccus. 
219846053 
sequence 
coccus. 
228715348 
sequence 
lococcus. 
219857534 
1296399 12978 


ref|NR_028001.1| Oceanobacillus 

00 Oceanobacillus iheyensis HTE831 
ref|NR_027573.1| Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 
Clostridium. 

ref|NR_025644.1| Jeotgalicoccus 


1284334 1285840 Jeotgalicoccus 
ref|NR_025643.1 


1285891 128739 


Jeotgalicoccus 
6 Jeotgalicoccus 


ref|NR_027520.1|] Staphylococcus equorum 
1293463 1294956 Staphylococcus equorum 
ref|NR_025122.1| Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


104044 Bacteria_16S 1315052 1315008 48 92 gi|228716557|ref|NR_027552.1| Bacillus subtilis 

subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 

subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104044 Bacteria_16S 1497125 1497081 48 92 gi|219846665|ref|NR_026257.1| Halanaerobium 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

104044 Bacteria_16S 1524152 1524108 48 92 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 

strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 

Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 


104044 Bacteria_ 


kestanbolensis st 
kestanbolensis Bacteria; 


104044 Bacteria_ 


LMG 22167 16S ribosomal RNA, partial sequence 
Bacil 


Bacillales; 
104044 Bacteria_ 


maitriensis strain S1 16S ribosomal RNA, partial sequence 
Firmicutes; 


Bacteria; 
104044 Bacteria_ 


galactosidilyticu 
galactosidilyticu 
104044 Bacteria_16S 
strain 6AG 16S ribosomal RNA, partial sequence 
Bacil 
104044 Bacteria_16S 
rifietoensis stra 


Firmicutes; 


Bacteria; 


104044 Bacteria_16S 1779493 1779449 48 92 gi| 219878350 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 

agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; P 
104044 Bacteria_16S 1789971 1789927 48 92 gi| 219878342 


carmonensis strai 
carmonensis Bacte 
104044 Bacteria_16S 
R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
104044 Bacteria_16S 
necropolis strain 
necropolis Bacter 
104044 Bacteria_16S 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial 
antarcticus Bacte 
104044 Bacteria_16S 
intestinalis stra 
intestinalis Bacteria; 
104044 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; 


104044 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


16S 1561926 1561882 48 92 gi 


Bacill 
gi 


Firmicutes; Bacillales; 
16S 1586116 1586072 48 92 
laceae; Bacillus. 


16S 1634936 1634892 48 92 gi 
Bacillales; Planococcaceae; 
16S 1651573 1651529 48 92 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; 
1688107 1688063 48 92 gi 
lales; Bacillaceae; Bacillus. 

1689681 1689637 48 92 gi 


Plano 
gi 


Bacillales; Planococcaceae; 
1699011 1698951 22 82 


ia; Vibrionales; Vibrionaceae; Vibrio. 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1803742 1803698 48 92 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillaceae 
1808369 1808325 48 92 gi 


Firmicutes; Bacillales; Planococc 
1837351 1837307 48 92 gi 
in DSM 6629 16S ribosomal RNA, partial 
Firmicutes; Lactobacillales; Lac 
1838914 1838870 48 92 gi 


ria; 


Lactobac 
gi 


Lactobacillaceae; 
1842016 1841972 48 92 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


219846143 
rain K4 16S ribosomal RNA, partial seque 
ac 
219878487 
1585730 15872 


219878453 


Planoco 
219878441 
pa 
Baci 
219878415 
1687712 16892 


219878414 
in M8 16S ribosomal RNA, partial sequenc 
Firmicutes; 
104044 Bacteria_16S 

CAIM 578 16S ribo 
Gammaproteobacter 


co 
219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


n LMG 20964 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Bacillaceae; Virgib 
1791553 1791493 22 82 gi| 219878341 


1791138 1792572 Vibri 


219878333 


219878330 
se 
ac 
219878310 


to 
219878309 
6S ribosomal RNA, partial sequence 1838512 18400 


Lactobacillales; il 


nce 


eae; Ano 


16345 
ccus. 


rtial se 
llaceae; 


e 16892 
ccus. 


equence 
Virgiba 


quence 
eae; Pla 


equence 
bacillac 


lus. 


Anoxybacillus 
3 Anoxybacillus 


ref|NR_025733.1 

1561538 156291 
xybacillus. 
ref |NR_025626.1 
33 Bacillus humi 


Bacillus humi strain 
Bacteria; Firmicutes; 


ref|NR_025592.1] Planococcus 

30 1635961 Planococcus maitriensis 
ref|NR_025580.1| Bacillus 

quence 1651192 1652677 Bacillus 
Bacillus. 

ref|NR_025554.1| Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


ref|NR_025553.1] Planococcus 
86 1690816 Planococcus rifietoensis 
ref|NR_025547.1| Vibrio pomeroyi strain 
© pomeroyi Bacteria; Proteobacteria; 
ref|NR_025489.1| Paenibacillus 

1779107 1780619 Paenibacillus 
aenibacillus. 
ref|NR_025481.1| Virgibacillus 

1789570 1791087 Virgibacillus 
acillus. 
ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 
ref|NR_025472.1| Virgibacillus 

1803341 1804862 Virgibacillus 
cillus. 
ref|NR_025469.1] Planococcus 

1807983 1809461 Planococcus 
nococcus. 
ref|NR_025449.1| Lactobacillus 

1836949 1838461 Lactobacillus 
eae; Lactobacillus. 
ref|NR_025448.1| Lactobacillus hamsteri 


21 Lactobacillus hamsteri Bacteria; 


219878307 
1841624 1843132 Bacillus halodurans Bacteria; 


ref|NR_025446.1| Bacillus halodurans 


104044 Bacteria_16S 1843581 1843537 48 92 gi| 219878306 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 18446 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

104044 Bacteria_16S 1857054 1857010 48 92 gi| 219878296 


strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 18581 


69 Trichococcus 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 
ref|NR_025435.1| Trichococcus palustris 


palustris Bacteria; 


Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

104044 Bacteria_16S 1880006 1879962 48 92 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

104044 Bacteria_16S 1884743 1884699 48 92 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

104044 Bacteria_16S 1911712 1911668 48 92 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

104044 Bacteria_16S 1928684 1928624 22 82 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 


Proteobacteria; G 
104044 Bacteria_16S 
strain LMG 18435 

Firmicutes; Bacil 
104044 Bacteria_16S 
strain 581 

Firmicutes; 
104044 Bacteria_16S 


strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 20 


lales; 


1940685 1940641 48 


Bacillaceae; 
1974037 1973993 48 


Planococcaceae; 
2038192 2038148 48 


ammaproteobacteria; Alteromonadales; M 


92 


92 


16S ribosomal RNA, partial sequence 


Bacillales; Marinibacillus. 


92 


Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


oritellace 


gi|219878234 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


gi| 219878212 
1973642 19751 


219878169 
393 


gi 


104044 Bacteria_16S 2049142 2049098 48 92 gi|219878159 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 

burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veil 
104044 Bacteria_16S 2050702 2050658 48 92 gi|219878158 


ae; 
ref 


ref 


ref 


ref 


lone 
ref 


07 Virgibacillus 


2048758 20502 


Moritella. 
NR_025373.1 


NR_025351.1 


NR_025308.1 


NR_025298.1 
6 
llaceae; Ana 
NR_025297.1 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Anaerosinus glycerini 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

104044 Bacteria_16S 2070546 2070502 48 92 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

104044 Bacteria_16S 2114729 2114685 48 92 gi|219857658|ref|NR_025247.1| Planococcus maritimus 


strain TF-9 16S ribosoma 


1 RNA, partial sequence 


2114343 21158 


49 Planococcus maritimus Bacteria; 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 
104044 Bacteria_16S 2123830 2123786 48 92 gi| 219857652 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 21249 


Firmicutes; 
104044 Bacteria_16S 
strain TF-11 16S 

Firmicutes; Bacil 
104044 Bacteria_16S 
fermentum strain 
Bacteria; Firmicutes; 
104044 Bacteria_16S 

strain Z-7792 16S 
Firmicutes; Bacil 
104044 Bacteria_16S 
strain NRRL B-231 


Bacillales; 


ribosomal RNA, 
lales; 


Z-7984 


Bacillaceae; 
2125386 2125342 48 
partial 
Bacillaceae; 
2190494 2190450 48 


Ba 
2191991 2191947 48 


2284914 2284870 48 


Bacillus. 


92 
sequence 


Bacillus. 


92 


16S ribosomal RNA, partial sequ 
cillales; Bacillaceae; Amphibac 


92 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


92 


54 16S ribosomal RNA, partial sequence 


gi|219857651 
2125001 21265 


219857605 
ence 21901 
illus. 
gi| 219857604 
2191612 21930 


gi 


219857542 
22845 


gi 


ref 


ref 


ref 


ref 


ref 


ref 


08 2191561 Amphib 


37 Amphibacillus 


30 2285939 Bacil 


NR_025241.1 


NR_025240.1 


NR_025193.1 


NR_025192.1 


NR_025130.1 


1 


NR_025085.1 


86 2346268 Paenib 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref |NR_024995.1 
2463226 246471 
stridiaceae; Clo 


ref 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104044 Bacteria_16S 2345187 2345143 48 92 gi| 219857497 
granivorans strain A30 16S ribosomal RNA, partial sequence 23447 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 
104044 Bacteria_16S 2448562 2448518 48 92 gi| 219857420 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequen 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacte 
104044 Bacteria_16S 2463648 2463588 22 82 gi| 219857407 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 

putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
104044 Bacteria_16S 2519564 2519492 12 84 gi| 219857364 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 25206 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterine 
104044 Bacteria_16S 2550777 2550733 48 92 gi| 219857343 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial 

subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Baci 
104044 Bacteria_16S 2564631 2564571 22 82 gi|219857291 


ae; 
ref 

sequ 

llac 


NR_024952.1 


Coriobacteri 
NR_024931.1 
ence 255039 
eae; Bacillu 


ref 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Amphibacillus 
acillus fermentum 


Amphibacillus tropicus 
tropicus Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Paenibacillus 
acillus granivorans 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Clostridium 
2 Clostridium 
stridium. 
Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 

Bacillus subtilis 
4 2551802 Bacillus 
Ss. 


NR_024922.1 


Eubacterium 


acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


104044 Bacteria_16S 2566154 2566110 48 


acidaminophila strain DSM 3853 16S ribosomal RNA, partial 
Clostridia; 


acidaminophila Bacteria; 
104044 Bacteria_16S 


Firmicutes; 
2627732 2627688 48 


halotolerans strain NN 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacteria; Firmicutes; 
104044 Bacteria_16S 


Bacillales; 
2643013 2642969 48 


campinasensis strain 324 16S ribosomal RNA, partial sequence 


campinasensis Bacteria; Firmicutes; 
104044 Bacteria_16S 2680641 2680597 48 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
Lactobacillales; 


psychrotolerans Bacteria; 
104044 Bacteria_16S 


Firmicutes; 
2711977 2711933 48 


strain 15-1 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
104044 Bacteria_16S 2725653 2725609 48 
strain AM31D 16S 
Firmicutes; Bacillales; Bacillaceae; 
104044 Bacteria_16S 2768909 2768865 48 


strain GTC 854 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
104044 Bacteria_16S 2778126 2778082 48 


glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


glycanilyticus Bacteria; Firmicutes; 
104044 Bacteria_16S 2794610 2794550 22 


transvaalensis strain SAGM1 16S ribosomal RNA, partial 


transvaalensis Bacteria; 
104044 Bacteria_16S 


Firmicutes; 
2870877 2870833 48 


strain DSM11031 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
104044 Bacteria_16S 2875619 2875575 48 


strain IFO15718 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
104044 Bacteria_16S 2880331 2880287 48 


strain JCM9731 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
104044 Bacteria_16S 2881884 2881840 48 


strain JCM9070 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
104044 Bacteria_16S 2892413 2892353 22 


strain S-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


104044 Bacteria_16S 3000258 3000214 48 


strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


Firmicutes; Bacillales; 
104044 Bacteria_16S 

strain M663-98-1 
Firmicutes; 
104044 Bacteria_16S 


Bacillaceae; 
3066964 3066920 48 


3089522 3089478 48 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequen 


balaenopterae Bacteria; 
104044 Bacteria_16S 


Firmicutes; 
3121026 3120982 48 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 
Bacillales; 


oxalivorans Bacteria; 
104044 Bacteria_16S 
oxalaticus strain 
Bacteria; Firmicutes; 
104044 Bacteria_16S 


Firmicutes; 
3122573 3122529 48 


Bacillales; 
3140439 3140395 48 


617-93 16S ribosomal RNA, partial sequence 


Bacillales; Bacillales Family XI. 


104044 Bacteria_16S 3204405 3204349 37 


strain HA2P 16S ribosomal RNA, partial sequence 


Spirochaetes; Spirochaetales; 
104044 Bacteria_16S 3302869 3302825 48 
strain DSM 5351 16S ribosomal RNA, 
Firmicutes; Bacillales; 
104044 Bacteria_16S 


Salinicoccus. 
3360778 3360734 48 


halophilus strain DSM 20408 16S ribosomal RNA, partial 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; 


104044 Bacteria_16S 
saccharolyticum subsp. 


3375919 3375875 48 


Halanaerobiales; Halanaerobiaceae; 


Bacillales; 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillales; 


Clostridia; 


16S ribosomal RNA, partial sequence 3066573 30679 
Bacillales; Bacillales Family XI. 


Lactobacillales; 


RAOx1 16S ribosomal RNA, partial sequence 31221 


Incertae Sedis; 


92 gi| 219846840 
Paenibacillaceae; Aneurinibacil 
92 gi| 219846828 
3140051 3141558 Gemel 

Gemella. 
93 gi| 219846785 


Spirochaetaceae; Treponema. 


92 gi| 219846719 
complete sequence 3302462 33040 
92 gi|219846676 

sequence 


92 gi| 219857290 


92 gi|219857246 

26273 
Gracilibacillus. 

92 gi|219857229 

Paenibacillaceae; 

92 gi|219857202 


sequence 


92 gi|219857180 
2711598 27129 


92 gi|219857170 
2725265 27267 


92 gi| 219857138 
2768556 27700 


92 gi] 219857131 


82 gi| 219857120 
sequence 

Clostridiales; C 

92 gi| 219856877 


2870477 28720 


92 gi| 219856874 
2875223 28767 


92 gi| 219856871 
2879945 28814 


92 gi| 219856870 
2881499 28830 


82 gi| 219856861 
2892009 28935 


92 gi| 219846923 |ref|NR_026515.1 

92 gi| 219846877 |ref|NR_026469.1 
Incertae Sedis; Gemella. 

92 gi|219846862|ref|NR_026454.1 

ce 3089141 309052 

Carnobacteriaceae; Granulica 

92 gi| 219846841 |ref|NR_026433.1 


3204032 32054 


Marinoc 


sequence 2565759 256728 
Clostridiales; Veillonellaceae; 


Carnobacteriaceae; 


Paenibacillaceae; Aneurinibacillus 


ref|NR_024921.1 


ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref |NR_024830.1 
2680270 268176 


ref|NR_024808.1 


ref |NR_024798.1 


ref |NR_024766.1 


ref|NR_024759.1 
2777747 277920 
Paenibacillus. 
ref |NR_024748.1 

2794179 279557 


ref|NR_024696.1 


ref 


NR_024693.1 


ref|NR_024690.1 


ref|NR_024689.1 


ref|NR_024680.1 


3120644 312214 


ref|NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026420.1 
la bergeri Bacte 


ref |NR_026377.1 


ref |NR_026311.1 
04 Salinicoccus 


ref |NR_026268.1 
3360383 336190 
occus. 


92 gi| 219846666 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Gracilibacillus 
ibacillus halotolerans 


Paenibacillus 
1 Paenibacillus 


Alkalibacterium 
1 Alkalibacterium 


Alkalibacterium. 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Paenibacillus 
8 Paenibacillus 


Alkaliphilus 
1 Alkaliphilus 


lostridiaceae; Alkaliphilus. 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Granulicatella 

3 Granulicatella 
tella. 

Ammoniphilus 

0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 

Gemella bergeri strain 
ria; Firmicutes; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Salinicoccus roseus 


roseus Bacteria; 


Marinococcus 
2 Marinococcus 


ref |NR_026258.1 


senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 
Halanaerobium saccharolyticum subsp. 


Halanaerobium 
3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Halanaerobium. 


104044 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


104044 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


104044 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


104044 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


104044 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


104044 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


104044 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


104044 Bacteria_16S 


sporothermodurans 
sporothermodurans 


104044 Bacteria_16S 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


104044 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


104044 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


104044 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


104044 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


104044 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


104044 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


104044 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


104044 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


104044 Bacteria_16S 


DSM 9946 16S ribo 
Deinococcus-Therm 


104044 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; R 


104044 Bacteria_16S 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


104044 Bacteria_16S 
somal RNA, partial sequence 2577991 2579369 Cellu 


strain I 16S ribo 
Actinobacteria; A 


104044 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


104044 Bacteria_16S 


3534402 3534358 48 92 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3537527 3537483 48 92 gi 


Bacillus. 
92 


lales; Bacillaceae; 
3543779 3543735 48 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

3584840 3584796 48 92 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3609377 3609333 48 92 gi 


gi 


lales; Planococcaceae; Planococcus. 
3610858 3610814 48 92 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3657829 3657769 22 82 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3722873 3722829 48 92 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3725872 3725800 21 92 gi 
ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Actinomadura. 

3771878 3771818 22 82 gi 
train H2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Deltaproteoba 


3841544 3841500 48 
H200 16S ribosomal RNA, 
tes; Clostridia; Halanaerobiales; 
3959679 3959635 48 92 
osomal RNA, partial sequence 
laceae; Bacillus. 
4130973 4130929 48 92 gi 
SF-57 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Marin 
4224265 4224221 48 92 gi 
DSM 5352 16S ribosomal RNA, partial s 
ia; Firmicutes; Bacillales; Salinicocc 
18486 18423 21 83 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


92 gi 
complete seque 
Hala 


gi 


620161 620098 20 83 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 
676324 676261 29 92 gi 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
1162642 1162571 21 92 gi 


Deinococci; Thermales; Thermaceae; 

1705140 1705069 21 92 gi 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
2223641 2223570 21 92 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
r. 


us; 


2578425 2578354 12 82 gi 
ctinobacteridae; Actinomycetales; Micr 
3050295 3050232 21 84 gi 
rain ThAcOl 16S ribosomal RNA, partial 


cteria; Proteobacteria; Deltaproteobac 


3363895 3363809 13 100 gi 


219846553 
equence 
illaceae; 

219846551 


6S ribosomal RNA, partial sequence 3537139 35386 


219846547 


complete sequence 3543393 35448 


219846519 
ence 35844 
nellaceae; 
219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


219846498 
36104 


219846466 
sequence 
ria; Alter 
219846419 
1 sequence 
illaceae; 
219846417 
al sequenc 
e; 


219846383 
quence 
cteria; De 
219846334 
nce 38411 
naerobiace 
219846252 


3959295 39607 


219846126 
ence 41305 
ibacillus. 
219846055 
equence 
us. 
265679051 
sequence 
a; Sphingo 


265678638 
1 sequence 
bacteria; 

265678598 


675861 67745 


ae; Anaero 
228720981 


somal RNA, partial sequence 1162257 1163688 Meiot 
Meiothermus. 


219878404 


1704738 17061 


rmoleophil 
219857583 
ence 22232 
teriales; 


219857282 


ococcineae 
219846888 
sequence 
teria; Des 


219846674 


spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 


Actinomycet 


44 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026058.1 

3657404 365891 
omonadales; She 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_026008.1 
e 3725501 372690 
ales; Strept 


ref|NR_025974.1 
3771473 377289 
sulfuromonadale 


ref |NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiw 
ref |NR_025842.1 


ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025645.1 
4223876 422538 


ref |NR_029359.1 

18082 19577 
bacteriales; Fle 
ref |NR_028943.1 

619766 621178 
Nautiliales; Nau 
ref |NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_027600.1 
hermus silvanus 
ref|NR_025543.1 
aceae; Thermoleo 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


ref 
lomo 


NR_024913.1 
nas persica 
; Cellulomonadac 
ref |NR_026480.1 

3049889 305136 
ulfovibrionales; 


ref|NR_026266.1 
3363492 336498 


wanellaceae; 


s: 


77 Bacillus firmus Bacteria; 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Shewanella 
0 Shewanella 
Shewanella. 
Bacillus 
9 Bacillus 


Actinomadura 
6 Actinomadura 
osporangineae; 


Geobacter 
0 Geobacter 
; Geobacteraceae; 
Halanaerobium 
erobium lacurosei 
m. 

Bacillus firmus strain 
Firmicutes; 


Marinibacillus 
bacillus campisalis 


Salinicoccus 
3 Salinicoccus 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Caminibacter 

Caminibacter 
tiliaceae; Caminibacter. 

Anaerobaculum mobile 
mobile Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 

Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Verrucomicrobium 
3 Verrucomicrobium 


spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


Verrucomicrobium. 


104044 Bacteria_16S 3727326 3727263 21 84 gi| 219846416 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

104044 Bacteria_16S 3730247 3730176 12 82 gi|219846414 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinocorallia. 

104044 Bacteria_16S 3731693 3731630 21 84 gi| 219846413 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

104044 Bacteria_16S 3736075 3736013 21 84 gi| 219846410 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
104044 Bacteria_16S 3975981 3975911 22 92 gi|219846241 
strain IAM 13153 16S ribosomal RNA, complete sequence 39756 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; M 
104044 Bacteria_16S 216475 216434 12 54 gi| 265678918 


strain SH 106 16S 
Planctomycetes; P 


104044 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


104044 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


104044 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


104044 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


104044 Bacteria_16S 


selenitireducens 
selenitireducens 


104044 Bacteria_16S 


subsp. socranskii 
socranskii subsp. 


104044 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


104044 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


104044 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


104044 Bacteria_16S 


subsp. buccale st 
socranskii subsp. 


104044 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


104044 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


104044 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


104044 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


104044 Bacteria_16S 


ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
262023 261945 22 100 gi 
ain P 1 16S ribosomal RNA, complete se 
teria; Actinobacteria; Rubrobacteridae 
Rubrobacter. 

280175 280113 22 84 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 
295474 295412 20 82 gi 
psilonproteobacteria; Campylobacterale 
668630 668568 20 82 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

959183 959153 62 92 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
983613 983555 35 93 gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
1046468 1046398 22 92 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1082418 1082348 22 92 gi 


bacillales; Lactobacillaceae; Lactobac 
1127846 1127784 20 82 gi 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


1253212 1253154 35 93 gi 
rain ATCC 35534 16S ribosomal RNA, par 
buccale Bacteria; Spirochaetes; Spiro 
1271413 1271351 22 84 gi 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1335068 1335006 20 82 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 

1457727 1457665 20 82 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


1631840 1631770 22 92 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1817600 1817562 17 54 gi 


216053 21755 


nctomyceta 
265678885 

quence 

Rubrobac 


v 


265678873 
quence 
teria; Des 


265678863 


6S ribosomal RNA, partial sequence 295056 29653 


Ss; Helicob 
265678603 
al sequenc 
e; Actinom 


265678405 
1 sequence 
llaceae; B 
265678388 
artial seq 
irochaetal 
265678347 
uence 

ceae; Cera 
265678321 


6S ribosomal RNA, partial sequence 1082049 10834 


illus. 

253680771 
1 sequence 
ria; Campy 


219857240 
tial seque 
chaetales; 
219846399 


1271016 1272493 Desul 


eae; Desul 
228721489 


1334683 13361 


224581414 
al sequenc 
Actinomyce 


219878455 
ence 16314 
es; Erysip 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomon 
ref|NR_026005.1 

3729869 373127 
tales; Streptosp 


ref|NR_026004.1 
31 Actinomadura 
ineae; Thermomon 


ref|NR_026001.1 


Actinomadura macra 


macra Bacteria; 


osporaceae; 
Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


ineae; Streptosp 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref |NR_029226.1 


orangiaceae; Nonomuraea. 
Mycoplana bullata 
ana bullata Bacteria; 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


ceae; Blastopire 
ref|NR_029191.1 

261591 263140 
les; Rubroba 


romonad 


ref|NR_029169.1 
6 Helicobacter 
acteraceae; Heli 
ref|NR_028908.1 
e 668320 669706 
ycetales; Actino 


ref|NR_028707.1 

958824 960272 
acillus. 
ref|NR_028690.1 
uence 983192 
es; Spirochaetac 
ref|NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028623.1 
61 Lactobacillus 


ref|NR_028019.1 
1127427 112890 
lobacterales; He 


ref 
nce 
Spi 
ref 
fone 
fone 
ref 


NR_024868.1 
125281 
rochaetaceae 
NR_025990.1 
ma magnum Ba 
ma. 
NR_027612.1 


llula. 
Rubrobacter 
Rubrobacter 

cterineae; 


Geobacter 
Geobacter 


Geobacteraceae; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Arcanobacterium 
Arcanobacterium 

mycineae; 


Bacillus 
Bacillus 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Cerasibacillus 
2 Cerasibacillus 


Lactobacillus equi 
equi Bacteria; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Desulfonema magnum DSM 
cteria; Proteobacteria; 


’ 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref |NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 


219878324 


ref |NR_025463.1 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Sporocytophaga 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 


myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

104044 Bacteria_16S 1848174 1848112 20 82 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
104044 Bacteria_16S 1854102 1854058 48 92 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 
104044 Bacteria_16S 1986621 1986559 22 84 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 
104044 Bacteria_16S 2255753 2255691 22 84 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 
104044 Bacteria_16S 2354245 2354183 22 84 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 


Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 


104044 Bacteria_16S 2368042 2367964 15 92 gi|219857481|ref|NR_025069.1| Mycoplasma 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

104044 Bacteria_16S 2434875 2434813 22 84 gi|219857431|ref|NR_025019.1] Clostridium 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104044 Bacteria_16S 2747944 2747882 21 82 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al1-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

104044 Bacteria_16S 3286071 3286009 22 84 gi|219846730|ref|NR_026322.1| Clostridium pascui 


strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
104044 Bacteria_16S 3526901 3526839 20 82 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104044 Bacteria_16S 3697282 3697220 20 82 gi|219846438|ref|NR_026029.1| Helicobacter trogontum 
strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter trogontum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


104044 Bacteria_16S 3761487 3761427 22 82 gi|219846391|ref|NR_025982.1| Geobacter chapelleii 
strain 172 16S ribosomal RNA, partial sequence 3761076 3762547 Geobacter chapelleii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

104044 Bacteria_16S 3776444 3776382 22 84 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 


norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 


104044 Bacteria_16S 3821958 3821896 20 82 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

104044 Bacteria_16S 3879627 3879565 22 84 gi|219846309|ref|NR_025899.1| Caloramator fervidus 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
104044 Bacteria_16S 4219785 4219723 20 82 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
104044 Bacteria_16S 32318 32257 21 82 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
104044 Bacteria_16S 135427 135370 25 82 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


104044 Bacteria_16S 564283 564222 21 82 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
104044 Bacteria_16S 568800 568739 21 82 gi| 265678673 |ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
104044 Bacteria_16S 609381 609348 59 92 gi|265678645|ref|NR_028950.1| Planomicrobium 


psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 


104044 Bacteria_16S 
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104044 Bacteria_16S 
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104044 Bacteria_16S 
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Nocardioides 
3 Nocardioides 


ionibacterineae; 


Rothia aeria strain 
; Actinobacteria; 


Pelomonas 


2848765 285026 


6 Pelomonas 
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Microbacterium 
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Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 
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Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 
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ammaproteobacteria; 
16S 627764 627704 


16S 22 82 gi 
partial sequence 
Enterobacteriales; 


22 82 gi 


strain M11 16S ri 


bosomal RNA, partial sequence 


627341 62884 


Proteobacteria; 
104044 Bacteria_ 


urinaehominis str 
urinaehominis Bac 


104044 Bacteria_ 


strain CK55 16S r 
Clost 


Firmicutes; 
104044 Bacteria_ 


strain 279-56 16S 
G 


Proteobacteria; 
cloacae complex. 
104044 Bacteria_ 


strain CK74 16S r 
Clost 
104044 Bacteria_16S 


Firmicutes; 


strain DSM 30039 
Proteobacteria; 


Buttiauxella. 


104044 Bacteria_16S 
strain XINach 16S 
G 
104044 Bacteria_16S 
luminescens subsp. 

Photorhabdus luminescens subsp. 


Proteobacteria; 


Enterobacteriales 


104044 Bacteria_16S 
luminescens subsp 
Photorhabdus luminescens subsp. 


Enterobacteriales 


104044 Bacteria_16S 


VR1 16S ribosomal 


Gammaproteobacter 
104044 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


104044 Bacteria_16S 


strain 12993 16S 
Proteobacteria; 


strain 256 16S ri 
Proteobacteria; 


koreensis strain 
Bacteria; Firmicu 


104044 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


104044 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


104044 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


104044 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


104044 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


104044 Bacteria_16S 


G 


G 
104044 Bacteria_16S 
warmboldiae strai 
warmboldiae Bacte 


G 
104044 Bacteria_16S 


G 
104044 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 
16S 650651 650607 48 92 gi 


teria; 
16S 


Firmicutes; 
652094 652034 22 82 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 662538 662478 22 82 gi 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


16S 683701 683641 22 82 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


689871 689811 22 82 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
691423 691363 22 82 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


721505 721445 22 82 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723091 723031 22 82 gi 
laumondii strain TTO1 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 


724674 724614 22 82 gi 
akhurstii strain FRGO4 16S ribosomal 


Enterobacteriaceae; Photorhabdus. 
769365 769305 22 82 

RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
797019 796975 48 92 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
818444 818384 22 82 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
819949 819889 22 82 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
898846 898802 48 92 gi 
YC300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
922093 922057 48 84 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
923663 923627 48 84 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
986762 986702 22 82 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
988342 988282 22 82 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
989922 989862 22 82 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
991493 991433 22 82 gi 


, 


gi 


ain CCUG 42038b 16S ribosomal RNA, par 
Lactobacillales; Ae 


651676 65311 


662137 66364 


683287 68472 


16S ribosomal RNA, partial sequence 689459 69096 


721087 72261 


768965 770424 Vibri 


818049 81950 


819558 82101 


921679 92319 


987916 98944 


989496 99101 


265678688 
54547 
Enterobac 
265678633 


Enterobac 
265678617 
tial seque 
rococcacea 
265678615 


Clostridiu 
265678607 


Enterobac 
265678593 


Clostridiu 
265678589 


Enterobac 
265678588 
sequence 

ia; Entero 


265678567 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


265678533 


265678514 
al sequenc 
nibacillac 
265678500 


Enterobac 
265678499 


Enterobac 
265678445 
nce 89842 


265678430 


Desulfoba 
265678429 
nce 92324 
acterales; 
265678386 

98633 
cteriales; 
265678385 


Enterobac 
265678384 


Enterobac 


kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


nibacillus. 


teri 


teri 


ref|NR_028993.1| Enterobacter kobei 

5 546925 Enterobacter kobei Bacteria; 
teriaceae; Enterobacter. 

ref |NR_028938.1| Morganella morganii 

2 Morganella morganii Bacteria; 
teriaceae; Morganella. 

ref|NR_028922.1] Aerococcus 

nce 650305 651625 Aerococcus 

e; Aerococcus. 

ref|NR_028920.1| Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 
m. 
ref|NR_028912.1 
7 Enterobacter 
teriaceae; Ente 


Enterobacter cloacae 
cloacae Bacteria; 
robacter; Enterobacter 


ref|NR_028898.1| Clostridium acidisoli 
3 Clostridium acidisoli Bacteria; 
m. 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref |NR_028893.1| Buttiauxella 

691014 692520 Buttiauxella 
bacteriales; Enterobacteriaceae; 
ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 
ref|NR_028870.1] Photorhabdus 
al sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ref 
ial 


NR_028869.1 
sequence 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Vibrio ruber strain 
Proteobacteria; 


ref 
o ru 


NR_028837.1 
ber Bacteria 


v 


ref |NR_028817.1 
e 796606 798156 
eae; Paenibacillus. 

ref|NR_028803.1| Kluyvera cryocrescens 
7 Kluyvera cryocrescens Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028802.1| Kluyvera intermedia 

0 Kluyvera intermedia Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028747.1| Paenibacillus 

7 899962 Paenibacillus koreensis 


Paenibacillus 
Paenibacillus 


ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriaceae; Citrobacter. 
ref|NR_028687.1| Citrobacter braakii 
5 Citrobacter braakii Bacteria; 
aceae; Citrobacter. 
ref|NR_028686.1| Citrobacter sedlakii 
7 Citrobacter sedlakii Bacteria; 
aceae; Citrobacter. 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Citrobacter murliniae 
acter murliniae 


265678383 


ref|NR_028685.1| Citrobacter rodentium 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


104044 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


104044 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


104044 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


104044 Bacteria_16S 


strain I-273 16S 
Actinobacteria; A 


104044 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


104044 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; G 


104044 Bacteria_16S 


strain A431 16S r 
Proteobacteria; G 


104044 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


104044 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


104044 Bacteria_16S 


strain NCIMB 7030 
Actinobacteria; A 


104044 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


104044 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


104044 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


104044 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


104044 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


104044 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


104044 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


104044 Bacteria_16S 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 17774 


Proteobacteria; G 


104044 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; G 


104044 Bacteria_16S 


15052 16S ribosom 
Gammaproteobacter 


104044 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


104044 Bacteria_16S 


strain LMG 20536 


Proteobacteria; G 


104044 Bacteria_16S 


strain vc 5 16S r 
Proteobacteria; A 


104044 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


ribosomal RNA, 
ctinoba 


partial sequence 
cteridae; Actinomycetales; Kine 
1118731 1118671 22 82 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1135344 1135284 22 82 gi 
bosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; 
1257789 1257729 22 82 

ibosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
1268367 1268331 48 84 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


Vibri 
gi 


1277249 1277189 22 82 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1298335 1298295 12 52 gi 
55 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1342689 1342629 22 82 gi 


ammaproteobacteria; Alteromonadales; F 
1356400 1356340 22 82 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1442738 1442678 22 82 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
1510667 1510623 48 92 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1657740 1657680 22 82 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1666975 1666915 22 82 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671581 1671521 22 82 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1776445 1776385 22 82 gi 


ammaproteobacteria; Vibrionales; Vibri 
1793027 1792967 22 82 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1794582 1794522 22 82 gi 
al RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1796067 1796007 22 82 gi 


ammaproteobacteria; Vibrionales; Vibri 
1797621 1797561 22 82 gi 


ammaproteobacteria; Vibrionales; Vibri 
1845119 1845059 22 82 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 


1115364 11168 


os 


228716 
1118333 11198 


ct 


253680 
1134932 11363 


on 


219856813 
1257400 12588 


on 


219846421 


eq 
te 


219846127 


qu 


ia; 


996110 996066 48 92 gi|265678380|ref|NR_028682.1 
ribosomal RNA, complete sequence 995703 99724 
bacillales; Carnobacteriaceae; Granulicatella. 
1003732 1003672 22 82 gi| 265678375 |ref|NR_028677.1 
16S ribosomal RNA, partial sequence 1003352 1004810 Kluyve 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyv 
1100516 1100456 22 82 gi| 265678309 |ref|NR_028611.1 
ribosomal RNA, partial sequence 1100149 11015 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
1115747 1115719 56 84 gi| 265678298 |ref|NR_028599.1 


poriinea 
249 


e; K 
ref 


ineosporiace 
NR_027549.1 


erobacteriac 
NR_028014.1 


Ent 
ref 


eriales; 
766 


ibri 
ref 


aceae; V oO. 


NR_024632.1 


ibrio. 
ref|NR_026012.1 
1267974 126947 


ulfuromonadales; 


aceae; V 
uence 
ria; Des 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 


ence 
Altero 


v 


219846893 


oc 


228721107 
somal RNA, partial sequence 1342254 1343799 Ferri 


er 


228720131 


qu 
os 


224581426 


LL: 


219846273 


e 
oc 


219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878430 


E 


219878427 
1671187 16725 


E 


219878352 


on 


219878340 
1792623 17941 


on 


219878339 
1794167 1795601 Vibri 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


on 


219878337 
16S ribosomal RNA, partial sequence 1797206 17986 


on 


219878305 
1844748 18461 


YP 


1903017 1902973 48 92 gi 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 


ref|NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_027602.1 
monas balearica 
ceae; Ferrimonas 
ref|NR_027589.1 
1356004 135748 
s; Clostridiacea 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref|NR_025863.1 
1510256 151166 
Abiotrophia. 
ref|NR_025575.1 
o fortis Bacteri 


12979 
occineae 
rimonada 


ence 
tridiale 


14423 
ales; Pa 


sequence 
caceae; 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025491.1 


16665 
nterobac 


nterobac 


ibri 
ref 


aceae; V oO. 


NR_025479.1 
ibri 
ref 
o xu 


aceae; V oO. 
NR_025478.1 
ii Bacteria 


, 


ref|NR_025477.1 


ibri 
ref 


aceae; V oO. 


NR_025476.1 
ibri 
ref 


aceae; V oO. 


NR_025444.1 


homonadaceae; Maricaulis 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Ferrimonas balearica 
DSM 9799 Bacteria; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Vibrio fortis strain 
a; Proteobacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


219878261 
1902626 1904030 Facklamia miroungae Bacteria; 


ref |NR_025400.1 


Facklamia miroungae 


104044 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


104044 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; 


proteus strain 42 
Bacteria; Proteob 


104044 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; 


strain S1/1-984 1 
Proteobacteria; 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


104044 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


104044 Bacteria_16S 


strain MCS 18 16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


104044 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


104044 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


104044 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


104044 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


104044 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


104044 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


104044 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


104044 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


104044 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


104044 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


104044 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; D 


104044 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


104044 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


G 
104044 Bacteria_16S 


G 
104044 Bacteria_16S 


G 
104044 Bacteria_16S 


1965168 1965136 22 54 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


s 
ob 
1988155 1988095 22 


82 gi 


ammaproteobacteria; Enterobacteriales; E 
2000495 2000435 22 82 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2005108 2005048 22 82 gi 


ct 


ammaproteobacteria; Enterobacteriales; E 
2006654 2006594 22 82 gi 
6S ribosomal 
ammaproteobacteria; Enterobacteriales; 
2008198 2008138 22 82 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


E 


se 
ia 


2009757 2009697 22 82 gi 


ammaproteobacteria; Enterobacteriales; E 
2018710 2018650 22 82 gi 
ribosomal RNA, partial sequence 
yp 
2020182 2020122 22 82 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


s 
ct 


2088914 2088854 22 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 

2102670 2102598 11 83 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2104231 2104171 22 82 gi 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
2188962 2188902 22 82 gi 


82 gi 


Ne 


e 
ib 


en 
id 


ammaproteobacteria; Alteromonadales; She 
2313493 2313449 48 92 gi 
in T8 16S ribosomal RNA, partial seque 
tes; Bacillales; Salinicoccus. 

2462155 2462095 22 82 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2620133 2620073 22 82 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2621582 2621538 48 92 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2635262 2635202 22 82 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2636826 2636766 22 82 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2713425 2713389 48 84 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhy 
2716510 2716450 22 82 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2730255 2730219 48 84 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 


ne 


ct 


E 


en 


mi 


ct 


E 


gr 


ol 


Oc 


6S ribosomal RNA, partial sequence 2004699 20 


RNA, partial sequence 2006247 20 


6S ribosomal RNA, partial sequence 2009346 20 


2729867 27 


equen 
acter 


20 
erial 


ntero 


ntero 


quenc 
Ent 


, 


ntero 


homon 


equen 
eria; 


vskia 


21 
riona 


219878218 


ce 
ia; 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 
nterobac 
219878195 
000 


es; 


219878192 

061 
bac 
219878191 

077 
bac 
219878190 


e 


219878189 
108 
bac 
219878183 
2018337 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
104044 Bacteria_16S 


ce 


219878130 
2088549 2089942 Ne 


219878118 
022 
les 


ce 21 
iacea 


e 23 


24 
erial 
26 
ce 26 
crobi 


26 
erial 


26 


ntero 


omyxa 


ystin 


104044 Bacteria_16S 


strain SM2-1 16S 
Proteobacteria; G 


2733298 2733238 22 82 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


219878117 


038 


e; 


219857606 
6S ribosomal RNA, partial sequence 2188558 21900 
wanellac 
219857520 


131 


219857408 


617 
es; 


219857252 


197 


nterobac 
219857251 


212 
um. 


219857234 


348 
es; 


219857233 


364 
bac 


219857179 
2713036 27 


145 


219857177 
2716108 27 
welli 
219857167 


175 


ace 


313 


eae 
219857165 
2732909 2734348 Shewanella sairae Bacteria; 

Shewanellaceae; 


ero 


197 
ada 
219878182 


Rh 


vsk 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 
ref |NR_025342.1 
teriaceae; Tatu 
ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 

2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 


teri 
ref 


aceae; Butti 
NR_025322.1 
ceae; 
ref |NR_025321.1 
2019809 202123 
odobacterales; H 


ref 
iar 


NR_025269.1 
amosa Bacter 


ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025195.1 


eae; Shewanella 
ref|NR_025108.1 
25 2314583 Salini 


ref|NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024881.1 
00 2622680 Planom 


ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024807.1 


ref|NR_024805.1 
ae; Colwellia. 
ref|NR_024795.1 
50 Plesiocystis 
7 Nannocystaceae 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 


Tatumella ptyseos 
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104044 Bacteria_16S 3264835 3264775 22 82 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104044 Bacteria_16S 3270859 3270799 22 82 gi|219846740|ref|NR_026332.1| Shigella dysenteriae 
strain ATCC 13313 16S ribosomal RNA, partial sequence 3270447 3271933 Shigella dysenteriae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella. 

104044 Bacteria_16S 3272397 3272337 22 82 gi|219846739|ref|NR_026331.1| Shigella flexneri 
strain ATCC 29903 16S ribosomal RNA, partial sequence 3271984 3273471 Shigella flexneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella. 

104044 Bacteria_16S 3428697 3428637 22 82 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

104044 Bacteria_16S 3560733 3560673 22 82 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

104044 Bacteria_16S 3563739 3563679 22 82 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

104044 Bacteria_16S 3568231 3568171 22 82 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

104044 Bacteria_16S 3668565 3668505 22 82 gi|219846458|ref|NR_026049.1| Erwinia persicina 
strain HK 204 16S ribosomal RNA, partial sequence 3668184 3669639 Erwinia persicina Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Erwinia. 

104044 Bacteria_16S 3674593 3674533 22 82 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
strain 1846 16S ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 

104044 Bacteria_16S 3737534 3737494 21 61 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 3738577 Nonomuraea recticatena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
104044 Bacteria_16S 3930236 3930192 48 92 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

104044 Bacteria_16S 3950712 3950652 22 82 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

104044 Bacteria_16S 4043359 4043315 48 92 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

104044 Bacteria_16S 4046418 4046358 22 82 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

104044 Bacteria_16S 4082737 4082693 48 92 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104044 Bacteria_16S 4100636 4100576 22 82 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

104044 Bacteria_16S 4103643 4103583 22 82 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

104044 Bacteria_16S 4178787 4178727 22 82 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

104044 Bacteria_16S 4186406 4186346 22 82 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

104044 Bacteria_16S 4198437 4198393 48 92 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104044 Bacteria_16S 397004 396942 21 82 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

104044 Bacteria_16S 795465 795402 21 84 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

104044 Bacteria_16S 857958 857896 21 84 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
104044 Bacteria_16S 1260802 1260741 21 82 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
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Coenonia anatina 


Coenonia anatina Bacteria; 


Capnocytophaga 
Capnocytophaga 
Capnocytophaga. 
Desulfobulbus 

obulbus elongatus 
Desulfobulbus. 
Desulforhabdus 
orhabdus amnigena 
Desulforhabdus. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Bordetella holmesii 
ella holmesii Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Parascardovia 
Parascardovia 
bacteriaceae; 


Paracoccus kocurii 
cteria; Proteobacteria; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Mycobacterium 
Mycobacterium 
nebacterineae; 


Acidithiobacillus 
Acidithiobacillus 


cidithiobacillaceae; 


Roseospira marina 


8 Roseospira marina Bacteria; 
llaceae; 


ira. 
Shuttleworthia 
Shuttleworthia 
eworthia. 


NR_028780.1 


Desulforegula 


852834 854357 Desulforegula 


104044 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


104044 Bacteria_16S 
13501 16S ribosomal RNA, 


Proteobacteria; B 


104044 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


104044 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


104044 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


104044 Bacteria_16S 


strain DSM 5901 1 


1173325 1173287 17 

16S ribosomal RNA, partial 
cteroidetes; Flavobacteria; 
1192876 1192854 22 
complete sequence 
etaproteobacteria; Burkholderiales; Al 
1456347 1456325 22 44 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1471422 1471400 22 44 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1512065 1512003 22 84 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1647081 1647059 22 44 


54 gi 
sequence 

Flavobacte 
44 gi 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


104044 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


104044 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


104044 Bacteria_16S 


strain SE3104 16S 


1648578 1648556 22 44 


gi 


1670052 1670018 48 82 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1851216 1851194 22 44 gi 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


104044 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


104044 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


104044 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


104044 Bacteria_16S 


aerophilus strain 
aerophilus Bacter 


104044 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


104044 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


104044 Bacteria_16S 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


104044 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


104044 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


104044 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


104044 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


104044 Bacteria_16S 
somal RNA, partial sequence 2514611 2516064 Calor 


strain Z 16S ribo 
Clostridia; Clost 


104044 Bacteria_16S 
somal RNA, partial sequence 2576563 2577940 Cellu 
occineae; 


strain O 16S ribo 
Actinobacteria; A 


104044 Bacteria_16S 


1875397 1875335 22 84 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1897128 1897106 22 44 gi 


gi 


etaproteobacteria; Burkholderiales; Al 
1898670 1898648 22 44 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1905775 1905741 21 54 gi 

I/26Cor1l 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; Sp 
1946918 1946896 22 44 gi 


etaproteobacteria; Burkholderiales; Al 
1978760 1978698 22 84 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
1980313 1980279 20 54 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 
2039739 2039709 62 92 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2073625 2073603 22 44 gi 

54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2289394 2289360 48 82 gi 


ridia; Clostridiales; Lachnospiraceae; 
2466795 2466761 48 82 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2515018 2514996 22 44 gi 


Caloramator. 
82 gi 


ridiales; Clostridiaceae; 
2576987 2576925 21 


ctinobacteridae; Actinomycetales; Micr 
2638406 2638344 22 84 gi 


228719222 

11729 
riales; Fl 
228715722 


1192457 1193978 Borde 


6S ribosomal RNA, partial sequence 1646706 16481 


somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae; 


1669639 16711 


Clostridiu 
219878301 


1850849 18521 


Rhodospiri 
219878284 


1874987 18764 


steurellac 
219878265 


16S ribosomal RNA, partial sequence 1896710 18982 


caligenace 
219878264 
nce 18982 
caligenace 
219878259 
equence 

hingobacte 
219878230 


6S ribosomal RNA, partial sequence 1946525 19480 


caligenace 
219878209 
19783 
acterales; 
219878208 
al sequenc 
bacteridae 


219878168 
equence 

coccaceae; 
219878141 
ence 20732 
riales; Al 
219857539 


6S ribosomal RNA, partial sequence 2288984 22904 


Lachnobac 
219857405 


2466381 24678 


Clostridiu 


219857367 


219857283 


oc 
219857232 


succinogenes strain 1302 16S ribosomal RNA, partial sequence 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Actinobacillus. 


ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref |NR_027537.1 
tella hinzii LMG 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Bordetella hinzii LMG 
13501 Bacteria; 


caligenaceae; Bordetella. 
224581416|ref|NR_027197.1| Achromobacter 
ence 1455966 1457283 Achromobacter ruhlandii 
riales; Alcaligenaceae; Achromobacter. 
224581405|ref|NR_027186.1| Achromobacter 
uence 1471041 1472361 Achromobacter 
; Burkholderiales; Alcaligenaceae; Achromobacter. 
219878127|ref|NR_025266.1| Histophilus somni 
1511717 1513077 Histophilus somni Bacteria; 
steurellaceae; Histophilus. 
219878444] ref|NR_025583.1| Stella vacuolata 
52 Stella vacuolata Bacteria; 
Acetobacteraceae; Stella. 
219878443|ref|NR_025582.1| Stella humosa strain 
a humosa Bacteria; Proteobacteria; 
; Stella. 
219878428|ref|NR_025567.1| Clostridium bolteae 


36 Clostridium bolteae Bacteria; 
m. 
ref|NR_025440.1| Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
llaceae; Roseospira. 

ref|NR_025423.1| Haemophilus pittmaniae 
54 Haemophilus pittmaniae Bacteria; 


eae; Haemophilus. 
ref|NR_025404.1| Bordetella trematum 
30 Bordetella trematum Bacteria; 
ae; Bordetella. 
ref|NR_025403.1| Brackiella oedipodis 
81 1899753 Brackiella oedipodis Bacteria; 
ae; Brackiella. 
ref |NR_025398.1| Hymenobacter 

1905456 1906817 Hymenobacter 
riales; Flexibacteraceae; Hymenobacter. 
ref|NR_025369.1| Bordetella petrii 


20 Bordetella petrii Bacteria; 
ae; Bordetella. 
ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref |NR_025347.1 
e 1979903 198138 
Actinomycetale 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 

Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Dolosicoccus 
7 Dolosicoccus 


NR_025307.1 
2039358 204086 


Dolosicoccus. 

ref|NR_025280.1| Castellaniella 

26 2074709 Castellaniella defragrans 
caligenaceae; Castellaniella. 
ref|NR_025127.1| Lachnobacterium bovis 
36 Lachnobacterium bovis Bacteria; 
terium. 

ref |NR_024993.1| Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 
m. 

ref|NR_024955.1| Caloramator coolhaasii 


amator coolhaasii Bacteria; Firmicutes; 


Cellulomonas iranensis 
s Bacteria; 


ref 
lomo 


NR_024914.1 
nas iranensi 
; Cellulomonadaceae; Cellulomonas. 
ref|NR_024860.1| Actinobacillus 
2637974 2639461 Actinobacillus 


104044 Bacteria_ 


caldus strain KU 
Proteobacteria; 


104044 Bacteria_ 


actinosclerus st 
actinosclerus Ba 
Hymenobacter. 


104044 Bacteria_ 


ruminis strain D 
Bacteria; Firmic 


104044 Bacteria_ 


strain Dfr2 16S 
Proteobacteria; 


104044 Bacteria_ 


strain P-172-71 
Proteobacteria; 


104044 Bacteria_ 


fibrisolvens str 
fibrisolvens Bac 


104044 Bacteria_ 


strain 18323 16S 
Proteobacteria; 


104044 Bacteria_ 


parapertussis st 
parapertussis Ba 


104044 Bacteria_ 


bronchiseptica s 
bronchiseptica B 


104044 Bacteria_ 


funditum strain 
Bacteria; Firmic 


104044 Bacteria_ 


strain NCTC 3438 
Bacteria; Proteo 


104044 Bacteria_ 


metallireducens 
metallireducens 
Geobacter. 


104044 Bacteria_ 


centenum strain 
centenum Bacteri 
Rhodospirillum. 


104044 Bacteria_ 


strain LMG 5911 
Proteobacteria; 


104044 Bacteria_ 


insolitus strain 
insolitus Bacter 


104044 Bacteria_ 


strain LMG 5906 
Proteobacteria; 


104044 Bacteria_ 
strain 70-159 16S 


Tenericutes; Mol 


104044 Bacteria_ 
mesophilus strain 
Bactero 


Bacteria; 


104044 Bacteria_ 
DSM 15272 16S rib 
Bacteria; Actinob 


Aeromicrobium. 


104044 Bacteria_ 
strain TMO 16S ri 
Ther 


Thermotogae; 


104044 Bacteria_ 
cardiffensis stra 
cardiffensis Bact 


Actinomycetaceae 


104044 Bacteria_ 


B 


B 


16S 2997182 2997120 22 84 gi 
G 
16S 
© 


Cc 


3065480 3065446 21 54 gi 


teria; Bacteroidetes; Sphingobacteria; 
16S 
s 
utes; 
16S 

r 
D 
16S 
1 
G 
16S 3762982 3762948 48 82 gi 
ain ATCC 19171 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; 

16S 3803571 3803549 22 44 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Al 
16S 3805085 3805063 22 44 gi 
r 
cteria; 
16S 


3296755 3296721 48 82 gi 
Clostridia; Clostridiales; 
3630385 3630323 22 84 


ibosomal RNA, partial sequence 


gi 


3694343 3694281 22 84 gi 


gi 


Proteobacteria; 
3806599 3806577 22 44 gi 
train Dog 71 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobact 
16S 3811161 3811128 59 92 gi 
pf3 16S ribosomal RNA, partial sequence 
utes; Lactobacillales; 
16S 3825031 3824969 22 84 gi 
16S ribosomal RNA, complete sequence 

bacteria; Gammaproteobacteria; Pasteure 
16S 3885861 3885800 22 84 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; 


s 
B 


16S 
I 
a 


3977469 3977447 22 44 gi 
AM 14193 16S ribosomal RNA, partial se 
; Proteobacteria; Alphaproteobacteria; 
16S 
1 


4175737 4175715 22 44 


gi 
etaproteobacteria; Burkholderiales; Al 
16S 4177222 4177200 22 44 gi 
LMG 6003 16S ribosomal RNA, partial se 
ia; Proteobacteria; Betaproteobacteria; 
16S 4194064 4194042 22 44 gi 
1 
etaproteobacteria; Burkholderiales; Al 
16S 301402 301357 37 82 gi 
ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 

16S 601771 601734 17 54 gi 
2SM29 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
16S 1280223 1280190 21 54 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
16S 1393963 1393903 21 82 
bosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermotoga. 
16S 1738576 1738519 25 82 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

16S 2474176 2474143 59 


gi 


’ 


92 gi 


ain 1187 16S ribosomal RNA, partial se 


M 9787 16S ribosomal RNA, partial sequ 
Lachno 


eltaproteobacteria; Desulfuromonadales 


Clostrid 


ain 522 16S ribosomal RNA, partial seq 


Betaproteobacte 


Carnobacteriacea 


Deltaproteoba 


219846925 


16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillale 


Ss} 
219846878 

quence 

Ss 


219846723 
en 
spiraceae; 

219846485 


3629961 36314 
Geobacte 


’ 


219846441 


6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pa 


st 
219846390 
al 
iales; 
219846360 


3803146 38046 
ligenace 


ca 
219846359 
uence 
ria; 
219846358 
sequence 
eria; 
219846355 
38107 
e; 
219846346 
38245 
llales; 
219846305 
sequence 
cteria; 


219846240 
quence 


Rhodospir 


219846096 


6S ribosomal RNA, partial sequence 4175338 41767 


caligenace 
219846095 
quence 
Burkholde 
219846079 


6S ribosomal RNA, partial sequence 4193672 41950 


caligenace 
265678859 


300996 30245 


265678651 
ence 60134 
s; Flavoba 
219846091 


1279854 12812 


ales; Prop 


228715897 


1393543 13950 


219878382 
al sequenc 
Actinomy 


, 


219857400 


cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Acidith 


phingoba 


ce 32963 


eurellac 


sequenc 
Lac 


Burkh 


Burk 


Carnoba 


Pa 


De 


ref 


ref 


ref 


ref 


ref 


eae. 


ref 


ref 


ae; 


ref 


ref 


ref 


ref 


illa 
ref 
ae; 
ref 
4 
rial 
ref 
ae; 
ref 


ref 


cter 
ref 


ioni 


ref 


ref 


ceta 


ref 


ioba 


3065078 30665 
cter 


73 3297834 Pseud 
Pse 


race 


e 3762598 37640 
hnos 


3804660 38061 
olde 


3806174 38076 
hold 


56 3812276 Carno 
cter 


98 3826078 Aviba 
steu 


3977072 39783 


83 Achromobacter 


176834 41783 


4 602854 Gelid 


10 Aeromicrobium 


e 1738160 173968 


NR_026517.1 


cillaceae; 
NR_026470.1 
2 
iales; Flex 
NR_026315.1 


udobutyrivi 
NR_026077.1 


ae; 
NR_026032.1 


NR_025981.1 
7 
piraceae; Bu 
NR_025951.1 


Bordetella. 
NR_025950.1 
2 
riales; Alca 
NR_025949.1 
3 
eriales; Alc 
NR_025946.1 
b 
ium. 
NR_025937.1 
c 
rellaceae; 
NR_025895.1 
7 
uromonadale 


NR_025830.1 
8 


Rhodosp 


les; 
NR_025686.1 


Achromobacte 
NR_025685.1 
0 
es; Alcalige 
NR_025669.1 


Kerstersia. 
NR_029165.1 


NR_028956.1 
i 
iaceae; Geli 
NR_025681.1 


bacterineae; 


NR_027542.1 


NR_025521.1 


les; Actinom 


i 


oO. 
b 


s: 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
Geobacte 


r. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Carnobacterium 
acterium funditum 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Geobacter 
3 Geobacter 
; Geobacteraceae; 
Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Achromobacter spanius 
spanius Bacteria; 

Ps 

Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Gelidibacter 

bacter mesophilus 
dibacter. 
Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Actinomyces 
1 Actinomyces 
ycineae; 


NR_024988.1 


Mycoplasma 


2473825 2475268 Mycoplasma 


104044 Bacteria_16S 


Tenericutes; Moll 


104044 Bacteria_16S 


strain IAM 14848 


104044 Bacteria_16S 


strain IFO 15616 


104044 Bacteria_16S 


strain Milford 74 
Proteobacteria; 


G 


2475671 2475638 59 92 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 
strain 4822 16S ribosomal RNA, partial sequence 2475319 2476773 Mycoplasma fastidiosum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
2899948 2899915 21 54 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 
16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
2903020 2902987 21 54 gi|219856854|ref|NR_024673.1| Zimmermannella alba 
16S ribosomal RNA, partial sequence 2902597 2904077 Zimmermannella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
3557738 3557678 22 82 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3589515 3589483 21 54 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 


104044 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; 


Actinomycetaceae; 


104044 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


104044 Bacteria_16S 
adiacens strain G 


adiacens Bacteria 


104044 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 


104044 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; 


strain Ifremer A3 
Proteobacteria; 


antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 


104044 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


104044 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


104044 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


104044 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


104044 Bacteria_16S 


strain Benl02 16S 
Proteobacteria; A 


104044 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


104044 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


104044 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


104044 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


104044 Bacteria_16S 


B 
104044 Bacteria_16S 
hyovaginalis stra 
hyovaginalis Bact 


G 
104044 Bacteria_16S 


G 
104044 Bacteria_16S 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
41212 41152 22 82 gi 


ammaproteobacteria; Vibrionales; Vibri 
81902 81842 22 82 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 
127794 127734 22 82 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


155180 155120 22 82 gi 
cteria; Firmicutes; Clostridia; Clostr 
176488 176456 22 54 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
222588 222528 22 82 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
250212 250180 22 54 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
366554 366494 22 82 gi 
rain F23 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


417210 417150 22 82 gi 
in DV1184 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
515271 515211 22 82 gi 
m strain DSM 15388 16S ribosomal RNA, 

m Bacteria; Proteobacteria; Gammaprote 
547355 547295 22 82 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


571847 571787 22 82 gi 


3589120 35906 


4244934 42463 


65 16S ribosomal RNA, partial sequence 


rain Al 16S ribosomal RNA, partial seq 


222148 22363 


249819 25124 


Enterobac 
265679036 

40774 
onaceae; V 
265679009 
ce 81499 
nadales; P 


265678977 
e 12740 
nadales; P 


265678959 
uence 

idiales; C 
265678945 
e 17604 
les; Vibri 
265678914 


onaceae; V 
265678895 


hodobacter 
265678810 
quence 

teria; Alt 


265678776 
equence 

iales; Pep 
265678708 
partial se 
obacteria; 
265678687 
ial sequen 
cteria; Al 


teriaceae; Esche 
ref |NR_029344.1 

42243 Vibrio 
ibrio. 
ref |NR_029317.1 

83011 Pseudo 
seudoalteromonad 


ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


ref |NR_029267.1 

154728 156242 
lostridiaceae; C 
ref |NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref |NR_029222.1 


ibri 
ref 


oO. 
NR_029203.1 


aceae; Amaricocc 
ref|NR_029115.1 

366150 367594 
eromonadales; Id 


ref|NR_029081.1 

416856 418235 
tostreptococcace 
ref|NR_029013.1 
quence 514864 
Reinekea. 
ref|NR_028992.1 
ce 546976 548458 
teromonadales; P 


265678671 


helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 


19 Ideonella dechloratans Bacteria; 


etaproteobacteria; Burkholderiales; Ideonella. 

3601854 3601797 25 82 gi|219846505|ref|NR_026097.1| Actinomyces 
in BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

3917664 3917604 21 82 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
rain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Spirilliplanes. 

3931779 3931735 48 92 gi|219846272|ref|NR_025862.1| Granulicatella 
IFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

4050901 4050840 21 82 gi|219846186|ref|NR_025776.1| Nocardioides 
n JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioides. 

4245357 4245297 22 82 gi|219722938|ref|NR_024570.1| Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Vibrio pectenicida 
pectenicida Bacteria; 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Clostridium 
Clostridium 
lostridium. 
Photobacterium 
acterium leiognathi 
cterium. 
Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Idiomarina 
Idiomarina 
iomarinaceae; 


Tepidibacter 
Tepidibacter 
ae; Tepidibacter. 
Reinekea 

516365 Reinekea 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


ref |NR_028976.1 
571472 572837 


Jannaschia 
Jannaschia 


helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Jannaschia. 

104044 Bacteria_16S 615634 615574 22 82 
strain 289 16S ribosomal RNA, complete sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
104044 Bacteria_16S 638381 638321 22 82 gi 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
104044 Bacteria_16S 716862 716830 22 54 gi 
strain B43 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
104044 Bacteria_16S 844427 844367 22 82 gi 


gi 


265678641 


615203 61674 
Vv 


onaceae; 
265678625 
ence 63798 
nadales; X 
265678570 


716437 71796 


Enterobac 
265678483 


strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 84550 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
104044 Bacteria_16S 848869 848809 22 82 gi 
singaporensis strain LX3 16S ribosomal RNA, partial seq 


Enterobac 
265678480 
uence 


ref |NR_028946.1 
ibrio. 

ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref|NR_028875.1 
8 Enterobacter 
teriaceae; Enter 
ref|NR_028786.1 


teriaceae; Samso 
ref |NR_028783.1 
848542 849823 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Klebsiella 
Klebsiella 


singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 

104044 Bacteria_16S 937496 937436 22 82 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

104044 Bacteria_16S 994604 994544 22 82 gi|265678381|ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

104044 Bacteria_16S 1153460 1153428 22 54 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

104044 Bacteria_16S 1174812 1174752 22 82 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

104044 Bacteria_16S 1186816 1186756 22 82 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

104044 Bacteria_16S 1188327 1188267 22 82 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

104044 Bacteria_16S 1381987 1381927 22 82 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

104044 Bacteria_16S 1430379 1430319 22 82 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 

104044 Bacteria_16S 1615192 1615160 22 54 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
strain CM243 16S ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

104044 Bacteria_16S 1659295 1659235 22 82 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

104044 Bacteria_16S 1753864 1753804 22 82 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

104044 Bacteria_16S 1828212 1828152 22 82 gi|219878317|ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
104044 Bacteria_16S 1869306 1869246 22 82 gi|219878288|ref|NR_025427.1| Glaciecola polaris 
strain LMG 21857 16S ribosomal RNA, partial sequence 1868909 1870393 Glaciecola polaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

104044 Bacteria_16S 1927113 1927053 22 82 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

104044 Bacteria_16S 1933232 1933160 12 84 gi|219878239|ref|NR_025378.1| Desulfomicrobium orale 
strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 

104044 Bacteria_16S 1962081 1962021 22 82 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

104044 Bacteria_16S 1989703 1989643 22 82 gi|219878202|ref|NR_025341.1| Serratia 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serratia. 


104044 Bacteria_ 
strain DSM 30063 
Proteobacteria; 

104044 Bacteria_ 


strain DSM 4576 1 
G 


Proteobacteria; 
104044 Bacteria_ 
strain DSM 12358 
Proteobacteria; 

104044 Bacteria_ 


G 


G 


16S 1991251 1991191 22 82 gi 
ammaproteobacteria; Enterobacteriales; 


16S 1992794 1992734 22 82 gi 


ammaproteobacteria; Enterobacteriales; 
16S 1994342 1994282 22 82 gi 


ammaproteobacteria; Enterobacteriales; 
16S 2003563 2003503 22 82 gi 


16S ribosomal RNA, partial sequence 1990842 19923 
nterobac 


6S ribosomal RNA, partial sequence 1992387 19938 
nterobac 


16S ribosomal RNA, partial sequence 1993927 19 


219878201 


E 
219878200 


E 
219878199 
954 

Enterobac 
219878193 


ref |NR_025340.1 
36 Serratia grim 
teriaceae; 
ref |NR_025339.1 
76 Serratia font 
teriaceae; Serr 
ref |NR_025338.1 


teri 
ref 


aceae; Serr 
NR_025332.1 


Serra 


a 


Serratia grimesii 
esii Bacteria; 
tia. 

Serratia fonticola 
icola Bacteria; 
tia. 

Serratia entomophila 


42 Serratia entomophila Bacteria; 
a 


tia. 
Budvicia aquatica 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

104044 Bacteria_16S 2017238 2017206 22 54 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

104044 Bacteria_16S 2027629 2027569 22 82 gi|219878177|ref|NR_025316.1| Pectobacterium 
carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


104044 Bacteria_ 


DSM 4568 16S ribo 
Gammaproteobacter 


104044 Bacteria_ 


ATCC 43380 16S ri 
G 


Proteobacteria; 
104044 Bacteria_ 


NCTC 5923 16S rib 
G 
104044 Bacteria_16S 


Proteobacteria; 


strain ATCC 33638 
Bacteria; 


Yersinia. 


104044 Bacteria_16S 


ruthenica strain 
Bacteria; 
Pseudoalteromonas 


104044 Bacteria_16S 
issachenkonii str 


issachenkonii Bac 


Pseudoalteromonas. 
104044 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 


Pseudoalteromonas 


104044 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


104044 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


104044 Bacteria_16S 


strain ATCC49733 
Proteobacteria; 


viterbiensis stra 
viterbiensis Bact 


104044 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


104044 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas 


104044 Bacteria_16S 


Proteob 
104044 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 


Proteob 


G 
104044 Bacteria_16S 


; Enterobacteriaceae; 
16S 


Pectobacterium. 
2120832 2120772 22 82 gi 


Enterobacteriales; Enterobacteriac 
2238939 2238879 22 82 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2240450 2240390 22 82 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241961 2241901 22 82 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2243472 2243412 22 82 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


ia; 
16S 


2271193 2271133 22 82 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2272665 2272605 22 82 gi 
ain KMM 3549 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


2290861 2290801 22 82 gi 
in NCIMB2033 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


2318010 2317950 22 82 gi 
acteria; Gammaproteobacteria; Xanthomo 
2319602 2319542 22 82 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2363470 2363438 22 54 gi 
ammaproteobacteria; Pasteurellales; Pa 
2405935 2405875 22 82 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2439412 2439352 22 82 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


2447055 2446995 22 82 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


2575436 2575416 22 42 


gi 


somal RNA, partial sequence 2120505 2121907 Cedec 
ea 


2238534 22399 


2240045 22415 


ct 


ob 


en 
na 


1 
er 


1 
ei: 


en 
na 


te 
16S ribosomal RNA, partial sequence 2363042 23645 
st 
1 
ia 


er 


qu 
ia 


219857654 


e; Cedec 
219857573 


Enterobac 
219857572 


Enterobac 
219857571 
22415 
eriales; 
219857570 
partial s 
acteria; 


219857552 
ce 22707 
dales; P 


219857551 
sequence 
ia; Alte 


219857538 
sequence 
a; Alter 


219857517 
ce 23175 
dales; X 
219857516 
sequence 
ria; Xan 


219857485 


eurellac 
219857456 
sequence 
les; Clo 
219857428 
sequence 
ia; Meth 


219857421 
ence 
Altero 


, 


219857284 


mona 


ref 
ead 
ea. 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yers 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yers 
ref|NR_025159.1 
56 2243016 Yersi 
Enterobacteria 
ref|NR_025158.1 
equence 22430 
Enterobacteria 


NR_025243.1 
avisae Bact 


ref|NR_025140.1 
90 2272278 Pseud 
seudoalteromona 


omonadales; 
ref|NR_025105.1 
82 2319121 P 
anthomonada 
ref|NR_025104.1 

2319172 232071 
thomonadales; 


ref|NR_025073.1 
eae. 
ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref |NR_025016.1 

2438995 244052 
ylococcales; Met 


ref|NR_025009.1 
2446675 244812 
dales; 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 


ref|NR_024915.1 
2575008 257651 


e 


n 
Cc 


6 
i 


fo} 
d 


Xa 


Pseud 


Cedecea davisae strain 
ria; Proteobacteria; 


Yersinia rohdei strain 


rohdei Bacteria; 
Zi 


nia. 
Yersinia pestis strain 


pestis Bacteria; 
i 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Caloramator 

6 Caloramator 
oramator. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Taylorella 
2 Taylorella 


104044 Bacteria_16S 
in ATCC 49244 16S ribosomal RNA, parti 
Gammaproteobacte 


granulomatis stra 
granulomatis Bact 


104044 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


104044 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


104044 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


104044 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


104044 Bacteria_16S 
n ATCC 19867 16S ribosomal RNA, partia 
Gammaproteobacter 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


104044 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


japonensis strain 
Bacteria; Proteob 


strain JCM1240 16 
Proteobacteria; G 


104044 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


104044 Bacteria_16S 


strain N2 16S rib 


strain Nl 16S rib 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


104044 Bacteria_16S 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


104044 Bacteria_16S 
in NCIMB 8614 16S ribosomal RNA, parti 
Gammaproteobacte 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


104044 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


104044 Bacteria_16S 


carrageenovora st 


Pseudoalteromonas ca 


Pseudoalteromonad 


104044 Bacteria_16S 


aurantia strain A’ 
aurantia Bacteria 


Pseudoalteromonas. 
104044 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


104044 Bacteria_16S 


strain ATCC 51856 
Actinobacteria; A 


2599931 2599899 22 54 gi 
Proteobacteria; 
2601485 2601453 22 54 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603039 2603007 22 54 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2604593 2604561 22 54 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2615498 2615438 22 82 


eria; 
gi 


gi 


gi 


gi 
ridia; Clostridiales; 


2850730 2850670 22 82 gi 


ria; Proteobacteria; 
2852299 2852239 22 82 gi 
16S ribosomal RNA, partial sequence 

2923022 2922962 22 


82 gi 


2947129 2947069 22 82 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3035105 3035045 22 82 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3107472 3107440 22 54 gi 
osomal RNA, complete sequence 


gi 


3108936 3108904 22 54 
osomal RNA, complete sequence 


gi 


3322605 3322545 22 82 gi 
ria; Firmicutes; Clostridia; 
hermoanaerobacterium. 
3419814 3419754 22 


82 gi 


3421292 3421232 22 82 gi 


eria; Proteobacteria; 
3422776 3422716 22 82 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
3424259 3424199 22 82 gi 
rain ATCC 12662 16S ribosomal RNA, par 


aceae; Pseudoalteromonas. 

3425736 3425676 22 82 gi 
TCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


’ 


3427218 3427158 22 82 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


3498096 3498060 25 61 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 


104044 Bacteria_16S 


3528435 3528375 22 82 gi 


2601060 26025 
Pa 


2602614 26041 
Pa 


2604168 26056 
Pa 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fa 


acteria; Gammaproteobacteria; Xanthomo 
104044 Bacteria_16S 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
104044 Bacteria_16S 
2946729 29481 


3034695 30361 
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104044 Bacteria_16S 
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104044 Bacteria_16S 
n JW/SL-NZ613 16S ribosomal RNA, parti 
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ref 
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ref 
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ref 
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219846850 


m. 
ref 


hodobacter 
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219846704 
al sequenc 
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acea 
ref 
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219846631 


ence 34194 
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ref 


seud 


219846630 
al sequenc 
ria; Alter 


ref 
omon 
219846629 


ial sequen 
eria; Alte 


ref 
romo 


219846628 
tial seque 


ref 
nce 


219846627 
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Alteromon 


ref 


adal 
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ref 
nada 


219846577 
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219846557 
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ref 


e 2599506 26010 
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18 3420843 Pseud 
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ce 3422380 34238 


3425334 34267 


3426820 34282 


NR_024899.1 
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NR_024898.1 


Mannheimia. 
NR_024897.1 


Mannheimia 
NR_024896.1 


Mannheimia 
NR_024886.1 
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NR_024709.1 
3 
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NR_024708.1 


86 2853382 Pseudo 


omonadaceae. 
NR_024660.1 


17 2924080 Pseudo 


omonadaceae; 
NR_024644.1 


aceae; Serra 
NR_026491.1 


NR_026442.1 


e; Rhodovulu 
NR_026441.1 


e; Rhodovulu 
NR_026296.1 
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NR_026223.1 
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NR_026222.1 
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NR_026221.1 
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NR_026220.1 

342386 


NR_026219.1 
6 
es; Pseudoal 
NR_026218.1 
4 
a 


les; Pseudo 


NR_026169.1 


92 3499120 Actino 


tinomycetace 


NR_026149.1 


e 


d 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Pseudomonas 

5 Pseudomonas 

omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 

Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Clostridium quinii 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


Clostridium. 


104044 Bacteria_16S 
strain ATCC 15338 
Proteobacteria; 
104044 Bacteria_16S 
nigripulchritudo 
nigripulchritudo 
104044 Bacteria_16S 
strain ATCC 14048 
Proteobacteria; 
104044 Bacteria_16S 


3559218 3559158 22 
3562254 3562194 22 
Proteobacteria; 


3565219 3565159 22 


3566725 3566665 22 


82 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


82 


strain 164 16S ribosomal RNA, partial 


Bacteria; Gammaproteobacteria; V 


82 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


82 


strain NS 16S ribosomal RNA, partial sequence 


Proteobacteria; 
104044 Bacteria_16S 
strain ATCC 15712 
Bacteria; 
104044 Bacteria_16S 


wasabiae strain SR91 16S ribosomal RNA, partial sequence 


Bacteria; 
104044 Bacteria_16S 


3667060 3667028 22 


3671579 3671519 22 


3673088 3673028 22 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


54 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


82 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


82 


219846536 
35587 


gi 


219846534 
sequence 


gi 


219846532 
35647 


gi 
gi| 219846531 
3566301 35677 


219846459 
36666 


gi 


219846456 
36711 


gi 


gi|219846455 


Vv 


Vv 


Vv 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 


betavasculorum Bacteria; 


Pectobacterium. 
104044 Bacteria_16S 


porcinus strain NM319 16S ribosomal RNA, partial sequence 


Bacteria; 
104044 Bacteria_16S 


Proteobacteria; 


3695780 3695748 22 


3749270 3749210 22 


Gammaproteobacteria; 


54 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


82 


strain A089 16S ribosomal RNA, partial sequence 


Proteobacteria; 
104044 Bacteria_16S 
parahaemolyticus 
parahaemolyticus 
Haemophilus. 

104044 Bacteria_16S 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; 


104044 Bacteria_16S 
strain MB-G2 16S 


104044 Bacteria_16S 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


Bacteria; 
104044 Bacteria_16S 
strain SW-154 16S 
Proteobacteria; 
104044 Bacteria_16S 
strain SW-120 16S 
Proteobacteria; 
104044 Bacteria_16S 
strain SW-117 16S 
Proteobacteria; 
104044 Bacteria_16S 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
104044 Bacteria_16S 
maritimus strain 
Bacteria; 
104044 Bacteria_16S 


psittacicida strain Gerl. 


psittacicida Bacteria; 
Volucribacter. 
104044 Bacteria_16S 
strain Tab-4c 16S 


104044 Bacteria_16S 
strain TN-1 16S 


104044 Bacteria_16S 


riboso 
Tenericutes; Mollicutes; 


ribosomal RNA, 
Tenericutes; Mollicutes; 


3823501 3823469 22 


strain 536 16S ribosomal RNA, 
Bacteria; 


Proteobacteria; 


3887455 3887423 22 


3955211 3955179 22 


4002451 4002419 22 


4017493 4017433 22 


4028164 4028104 22 


4029713 4029653 22 


4052350 4052290 22 


4056827 4056767 22 


4123479 4123447 22 
Proteobacteria; 
4137158 4137098 22 


Entomoplasmatales; 
4143420 4143360 22 


Entomoplasmatales; 
4155797 4155737 22 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


54 


54 


54 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


54 


82 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Kangiella. 


82 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellac 


82 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellac 


82 


3562 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


82 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


54 


236/81 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


82 


mal RNA, partial sequence 
Spiroplasmataceae; 


82 


partial sequence 
Spiroplasmataceae; 


82 


strain EC-1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


104044 Bacteria_16S 


Entomoplasmatales; 
4213617 4213557 22 


Spiroplasmataceae; 


82 


complete sequence 
Gammaproteobacteria; 


Ent 


219846439 
36953 
Pa 
gi|219846401 
3748871 37503 
Vv 
219846347 


gi 


gi 
P 


219846304 
partial se 
Neisser 
gi| 219846255 
3954838 39562 


gi 


219846223 
40020 
Vibri 
gi|219846211 
4017086 40185 


gi 


gi|219846204 
4027757 40292 


gi|219846203 
4029306 40308 
gi|219846185 


gi 


gi|219846134 


gi| 219846122 
4136739 41382 


gi 
4143001 41445 


gi|219846110 
4155378 41568 


Sp 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


ref 


ref 
nce 
urel 


ref 


ref 


ref 


gi|219846065 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 


ref 


3561815 356324 
ibrionales; 


85 3566250 Vibri 
ibrio. 


erobacteriales; 


steurellaceae; 


3823071 382454 


asteurellales; 


quence 


iales; 


46 4003543 Photob 
onaceae; 


28 4053458 Pseudo 
seudoalteromonad 


29 4057918 Microb 
Alteromonadaceae; 


NR_026128.1 


84 3560248 Vibrio 
ibrio. 


NR_026126.1 


NR_026124.1 


NR_026123.1 


NR_026050.1 


NR_026047.1 


NR_026046.1 
367270 


NR_026030.1 


NR_025992.1 


NR_025938.1 
P 


NR_025894.1 

388702 
Neisseria 
NR_025845.1 


Rhodovulu: 
NR_025813.1 


Photoba 
NR_025801.1 


NR_025794.1 


Shewanella. 
NR_025793.1 


Shewanella. 
NR_025775.1 


NR_025772.1 


NR_025724.1 
412310 


lales; Paste 


NR_025712.1 


NR_025708.1 


NR_025700.1 


fo} 


Vibrio proteolyticus 
proteolyticus Bacteria; 
Vibrio 
8 Vibrio 


Vibrionaceae; Vibrio. 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 
ibrio. 


Brenneria salicis 


79 3668133 Brenneria salicis ATCC 15712 
Enterobacteriac 


eae; Brenneria. 
Pectobacterium 


96 3672653 Pectobacterium wasabiae 
Enterobacteriac 


eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 

Enterobacteriaceae; 


Actinobacillus 


71 3696836 Actinobacillus porcinus 
Actinobacillus. 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 
ibrio. 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 
aceae; 


m. 

Photobacterium 
acterium lipolyticum 
cterium. 

Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Volucribacter 

3 4124536 Volucribacter 
urellaceae; 


Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 
iroplasma. 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 
iroplasma. 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 
iroplasma. 


NR_025655.1 


Pseudoalteromonas 


4213214 4214713 Pseudoalteromonas 


translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


104044 Bacteria_16S 
paragorgicola strain KMM 3548 16S ribosomal RNA, partia 
paragorgicola Bacteria; Proteobacteria; Gammaproteobact 
Pseudoalteromonas. 

104044 Bacteria_16S 
strain F2R9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
104044 Fungi_16S 
35 16S ribosomal RNA, par 


strain IFM 100 
Actinobacteria 


104044 Fungi_16S 
4 16S ribosomal RNA, part 


strain IFM 078 
Actinobacteria 


104044 Fungi_16S 
5 16S ribosomal RNA, part 


strain IFM 057 
Actinobacteria 


104044 Fungi_16S 
84 16S ribosomal RNA, par 


strain IFM 100 
Actinobacteria 


104044 Fungi_16S 
6S ribosomal RNA, partial 


strain YZ-96 1 
Actinobacteria 


104044 Fungi_16S 
5 16S ribosomal RNA, part 


strain IFM 024 
Actinobacteria 


104044 Fungi_16S 


yamanashiensis 
yamanashiensis 
Nocardiaceae; 


Firmicutes; 


Bacteria; 


Bacteria; 


, 


’ 


, 


v 


’ 


, 


Nocardia. 
104044 Fungi_16S 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104108 Bacteria_16S 
vibrioformis stra 
vibrioformis Bact 
104108 Bacteria_16S 
peptidivorans str 
peptidivorans Bac 
104108 Bacteria_16S 
strain DSM 10365 
Clost 
104108 Bacteria_16S 
norvegica strain 
Proteob 
Thermodesulforhab 
104108 Bacteria_16S 
subterraneus stra 
subterraneus Bact 
Thermaerobacter. 
104108 Bacteria_16S 
nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 
104108 Bacteria_16S 
marianensis strai 
marianensis Bacte 
Thermaerobacter. 
104108 Bacteria_16S 
strain JR 16S rib 
Deferribacteres; 
104108 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
104108 Bacteria_16S 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial seque 
Firmicu 
104108 Bacteria_16S 


4215171 4215111 22 82 gi 


4234851 4234791 22 82 gi 


419 358 21 82 gi 
tial sequence 1 
omycetales; Cory 


21 82 gi 


Actinobacteridae; Actin 
1928 1867 


Actinobacteridae; Actin 
3466 3405 


omycetales; 
21 82 


Cory 
gi 


Actinobacteridae; Actin 
5026 4965 


omycetales; 
21 82 


Cory 
gi 


Actinobacteridae; Actin 
6582 6521 


omycetales; 
21 82 

sequence 
omycetales; 
21 82 


Cory 
gi 


Actinobacteridae; Actin 
8084 8023 


Cory 
gi 


Actinobacteridae; Actinomycetales; Cory 
11051 10990 21 82 gi 
strain IFM 0265 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacterid 


, 


9570 9509 21 82 gi 


293876 293936 1 61 gi 
Chlorobi; Chlorobia; Chlorobiale 
2434823 2434942 2 118 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 


3286019 3286138 2 118 gi 


eria; 


ridia; Clostridiales; Clostridiaceae; 

3776398 3776449 8 59 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 

801673 801731 1 

in C21 16S ribosomal RNA, 
eria; Firmicutes; 


59 gi 
complete seq 
Clostridia; Clostrid 


2756931 2756989 1 59 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


2904501 2904559 1 59 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


542755 542808 9 

osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
2463595 2463715 1 118 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
104853 104908 1 56 gi 


62 gi 


tes; Clostridia; Thermoanaerobacterale 


4234473 42358 


ial sequence 1564 


ial sequence 3067 


tial sequence 4616 


6163 


ial sequence 7721 


in 6030 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3285670 32871 


542382 54390 


219846064 
1 sequence 
eria; Alte 


219846045 


Enterobac 
265678352 

1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
219857175 
al sequenc 
ae; 


219857197 

10588 
nebacterin 
265678864 


s; Chlorob 
219857431 
quence 

diales; Cl 
219846730 


Clostridium. 
219846379 
nce 37759 
obacterales; 
265678511 
uence 
iales; Clo 
219857148 
al sequenc 
diales; Cl 


219856853 
uence 
ales; Clos 
265678690 


Deferriba 
219857407 
sequence 

iales; Clo 
265678993 
nce 10448 
s; Thermoa 
265678923 


208726 208845 2 118 gi 


strain McClung 2004 16S ribosomal RNA, partial sequence 


Bacteria; 


Firmicutes; 


Clostridia; Clostridiales; Clostr 


ref 
4214764 42162 
romo 


ref 
84 Klebsiella variicola Bacteria; 
teri 
ref 


NR_025654.1 
6 
nadales; Ps 
NR_025635.1 


aceae; Klebs 
NR_028654.1 


e 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


Klebsiella variicola 


iella. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


eae; 
ref 


Nocardiacea 
NR_028653.1 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


eae; 
ref 


Nocardiacea 
NR_028652.1 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


eae; 
ref 


Nocardiacea 
NR_028651.1 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


eae; 
ref 


Nocardiace 
NR_028650.1 


a 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


eae; 
ref 


Nocardiace 
NR_028644.1 


a 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


eae; 
ref 
e 10639 
Actinomyce 


ref 


Nocardiacea 
NR_024803.1 
12137 

Cory 


tales; n 


NR_024825.1 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Nocardia sienata 


Nocardia sienata Bacteria; 


eae; 
ref 
293547 29500 
iace 
ref i 
2434473 24359 
ostr 
ref 
40 Clostridium pascui Bacteria; 


ref 
78 3777536 Thermo 


s 


ref 
801287 802838 
stri 


ref 
e 2756546 275805 
ostr 


ref 
2904128 29056 
trid 


ref 
0 Deferribacter 
cter. 
ref 
2463226 24647 
stri 
ref 
6 105949 Thermo 
naer 
ref 


Nocardiacea 
NR_029170.1 
5 
ae; Prosthec 
NR_025019.1 
5 
idiaceae; Cl 
NR_026322.1 


NR_025970.1 


yntrophobact 


NR_028814.1 
diales Famil 
NR_024776.1 
idiales Fami 


NR_024672.1 
1 


iales Family 


NR_028995.1 
NR_024995.1 
1 
diaceae; Clo 


NR_029301.1 


obacteraceae 


e; Nocardia. 
Prosthecochloris 
Prosthecochloris 
ochloris. 
Clostridium 
3 Clostridium 
ostridium. 
Clostridium pascui 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Deferribacter abyssi 
abyssi Bacteria; 


Clostridium 

2 Clostridium 
stridium. 
Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 


v 


NR_029231.1 


Clostridium sporogenes 


208355 209857 Clostridium sporogenes 


idiaceae; 


Clostridium. 


104108 Bacteria_16S 1981812 1981867 1 56 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

104108 Bacteria_16S 1983397 1983452 1 56 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 
104108 Bacteria_16S 1984981 1985036 1 56 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 
104108 Bacteria_16S 2325642 2325761 2 118 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
104108 Bacteria_16S 815443 815568 1 118 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 
104108 Bacteria_16S 1345742 1345867 1 118 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
104108 Bacteria_16S 1762995 1763120 1 118 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
104108 Bacteria_16S 2750851 2750972 1 i118 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 
104108 Bacteria_16S 2752345 2752466 1 118 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
104108 Bacteria_16S 2821666 2821787 1 118 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
104108 Bacteria_16S 2883429 2883549 4 118 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

104108 Bacteria_16S 3366843 3366964 1 ite gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
104108 Bacteria_16S 3368343 3368464 1 118 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
104108 Bacteria_16S 3369839 3369960 1 118 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
104108 Bacteria_16S 3371338 3371459 1 118 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 
104108 Bacteria_16S 3444725 3444783 1 59 gi|219846613|ref|NR_026205.1| Succiniclasticum 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 


104108 Bacteria_16S 1058504 1058557 9 62 gi| 265678338 |ref|NR_028640.1| Deferribacter 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

104108 Bacteria_16S 1972460 1972580 1 118 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104108 Bacteria_16S 2354193 2354250 2 59 gi|219857491|ref|NR_025079.1| Desulfomonile 


limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
104108 Bacteria_16S 3155738 3155861 1 118 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 


104108 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


104108 Bacteria_16S 


intestinale strai 
intestinale Bacte 


104108 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


104108 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


104108 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


104108 Bacteria_16S 


DSM 
Firmicutes; 


10228 16S rib 
Clost 


104108 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


104108 Bacteria_16S 


cyanea strain NA1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Saccharomonospora 


104108 Bacteria_16S 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


104108 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


104108 Bacteria_16S 
satelles strain VPI D143K-13 16S ribosomal RNA, partial 


satelles Bacteria 


104108 Bacteria_16S 


strain K24 16S ri 


litoralis strain 
Bacteria; Proteob 


104108 Bacteria_16S 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


104108 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


104108 Bacteria_16S 


strain DF-32 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


104108 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacte 


104108 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


104108 Bacteria_16S 


brockii subsp. la 


Thermoanaerobacte 


104108 Bacteria_16S 


strain DSM43926 1 


104108 Bacteria_16S 


Thermoanerobacter brockii subsp. 


3677680 3677733 9 62 gi 


eria; Deferribacteres; Deferribacteral 
161225 161344 2 118 gi 
n Catt39 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
204059 204179 2 118 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
1360821 1360940 1 117 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 
3028943 3029062 2 118 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3264783 3264902 2 118 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3287533 3287593 1 61 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
357 479 4 118 gi 
34 16S ribosomal RNA, partial sequence 


r 


1896 2018 4 118 gi 
28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
257598 257653 1 
6S ribosomal RNA, 
ridia; 


56 gi 


Thermoa 
gi 


Thermoanaerobacterales; 
783292 783347 1 56 


; Firmicutes; Clostridia; Clostridiale 


860990 861112 4 118 gi 
bosomal RNA, partial sequence 


934417 934472 1 56 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
1090027 1090145 4 118 gi 
ain A-5 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 
1098996 1099114 4 118 gi 
in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
eae; Acrocarpospora. 
1108114 1108232 4 118 
ribosomal RNA, partial sequence 


gi 
Stre 


1313463 1313518 1 56 gi 
ockii strain HTD4 16S ribosomal RNA, 
rales; Thermoanaerobacteraceae; Thermo 
1416450 1416572 4 118 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1505960 1506015 1 56 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
rales; Thermoanaerobacteraceae; Thermo 
2308929 2309047 4 118 gi 


Stre 


in BMA1 16S ribosomal RNA, partial sequence 


3264433 32658 


complete sequence 257219 25873 


860647 86213 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
104108 Bacteria_16S 


1107766 11092 


6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846452 


es; Deferr 
265678955 
quence 
ales; Clos 
265678927 
sequence 
tyoglomace 
228719712 
ence 13604 
idimicrobi 


61 


219846904 
equence 
idiales; C 
219846744 
96 
Clostridium. 
219846729 
ence 32871 
hermodesul 
265679063 
id 
ales; 


91 


265679062 

1539 
ales; Pseu 
265678890 


naerobacte 
265678523 
sequence 
s; Lachnos 
265678471 


donocardin 
265678422 
e 93405 
brionales; 
265678316 
uence 


6 


265678310 
1 sequence 
; Actinomy 


265678303 
ptosporang 


228718892 
partial se 


anaerobact 
224581447 

14160 

Pseu 


93 
ales; 


219846365 
somal RNA, 
Bacteria; 
anaerobact 
219857523 


ptosporang 


2669978 2670096 4 118 gi 


219857210 


ref 


ibac 
ref 


trid 
ref 


ae; 
ref 


ales 
ref 


lost 
ref 


ref 


fovi 
ref 


Pseudonocardineae; 
ref 
dono 


ref 
1 Moorella glycerini Bacteria; 
race 
ref 


pira 
ref 
0 Amycolatopsis 
eae; 
ref 


Bac 
ref 


e; Actinomycet 
ref 
ceta 


ref 
07 Microbispora 
inea 


ref 
quen 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
er. 
ref 


dono 


ref 
par 
Firmicutes; 
er. 
ref 
58 Nonomuraea turkmeniaca Bacteria; 
inea 
ref 


Deferribacter 
5 Deferribacter 
ferribacter. 

Clostridium 

Clostridium 
tridium. 

Dictyoglomus 

Dictyoglomus 


NR_026043.1 
3677295 367884 
teraceae; De 
NR_029263.1 
160899 162283 
iaceae; Clos 
NR_029235.1 
203662 205201 
Dictyoglomus 
NR_027584.1| Acidimicrobium 
1361925 Acidimicrobium ferrooxidans 
Acidimicrobineae; 


, 


NR_026496.1| Anaerobacter 

3028583 3030038 Anaerobacter 
ridiaceae; Anaerobacter. 
NR_026336.1| Clostridium vincentii 
Clostridium vincentii Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


NR_026321.1 
3288591 Thermo 
brio. 
NR_029371.1 
1489 Saccha 
P 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


NR_029370.1 
3029 Saccha 
cardineae; P 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 
NR_029198.1| Moorella glycerini 
ae; Moorella 
NR_028827.1 
782926 784381 
ceae; Shuttl 
NR_028774.1 


group; Moorella. 

Shuttleworthia 
Shuttleworthia 
eworthia. 

Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 

Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 

Nonomuraea 
7 Nonomuraea 
osporangineae; 


Pseudonocar 
NR_028724.1 
935530 Bacter 
teriovoracac 
NR_028618.1 
1089685 109113 
ales; Strept 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


NR_028612.1 
1098650 110009 
les; Strepto 
NR_028605.1| Microbispora corallina 
corallina Bacteria; 
porangiaceae; 


e; Streptos 


Thermoanaerobacter 
4 1314606 


NR_027577.1 
ce 131309 


NR_027229.1 
1417582 Saccha 
cardineae; P 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


NR_025956.1| Thermoanerobacter 
tial sequence 1505601 1507107 
Clostridia; 
NR_025111.1| Nonomuraea turkmeniaca 
e; Streptosp 
NR_024838.1 


orangiaceae; Nonomuraea. 
Microbispora mesophila 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


Streptosporangineae; 


Streptosporangiaceae; 


104108 Bacteria_16S 2692511 2692629 4 118 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

104108 Bacteria_16S 2753844 2753962 4 L18 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

104108 Bacteria_16S 2818682 2818800 4 118 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

104108 Bacteria_16S 2898384 2898505 1 118 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

104108 Bacteria_16S 3173941 3173991 4 54 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
104108 Bacteria_16S 3249722 3249840 4 118 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 


strain DSM 43678 


strain DSM 43311 


Microtetraspora. 


104108 Bacteria_ 
fi 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacte 
104108 Bacteria_ 
strain ST26 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_ 
strain ST50 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_ 
strain H168 16S r 
Clost 


brockii subsp. 


Firmicutes; 


104108 Bacteria_ 
30243 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104108 Bacteria_ 
10542 16S rib 
Bacteria; Actinob 


YIM 


DSM 


Sanguibacter. 


104108 Bacteria_ 
strain JCM3146 16 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


104108 Bacteria_ 


aridum subsp. 


Actinomycetales; 


104108 Bacteria_ 
saxobsidens strai 
saxobsidens Bacte 


Blastococcus. 


104108 Bacteria_ 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 
104108 Bacteria_ 
cellulosilytica s 
cellulosilytica B 


Nocardiopsaceae; 


104108 Bacteria_ 
maanshanensis strain M712 16S ribosomal RNA, partial se 
maanshanensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 


Nocardiaceae; 


104108 Bacteria_ 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 
Firmicutes; 


Bacteria; 


lar 
Kibdelosporangium aridum subsp. 


Stre 


16S 3251222 3251340 4 118 gi 


Stre 


16S 3882717 3882772 1 56 gi 


nnii strain AKo-1 16S ribosomal RNA, p 


Thermo 
gi 


rales; Thermoanaerobacteraceae; 
16S 138422 138547 1 118 
ibosomal RNA, partial sequence 
Micr 
16S 139951 140076 1 118 gi 
ibosomal RNA, partial sequence 
Micr 
16S 322670 322728 1 59 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; 
16S 1325831 1325956 1 


osomal RNA, partial sequence 


Halanaerobiace 
118 gi 


16S 1348814 1348939 1 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


118 gi 


16S 1528678 1528728 4 54 
S ribosomal RNA, partial sequence 


gi 
Stre 


16S 1663861 1663986 1 118 gi 
gum strain SKF-AAD-609 16S ribosomal R 
largum 
Pseudonocardineae; Pseudonocardiaceae; 
16S 1788387 1788512 1 118 gi 
n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


16S 1816000 1816125 1 118 gi 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


16S 1852525 1852575 4 54 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

16S 2194951 2195076 1 


118 gi 


finnii Bacteria; 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_ 


pt 
219846753 


16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


265678970 


138055 13953 
ococcineae 


265678969 


139582 14105 
ococcineae 


265678845 


322285 32381 
Haloth 


ae; 
219846136 


1325499 13269 
nebacterin 


228720600 


1348448 13499 
Micr 


ales; 


219857434 


1528339 15297 
osporang 


pt 


219878432 


Kibdelosp 
219878343 
uence 
Actinomyc 


219878325 
ence 18156 
ales; Pseu 


219878299 
sequence 
dae; Actin 


219857602 
quence 
e; 


16S 2507380 2507426 1 47 


gi 


Clostridia; Clostridiales; Clostr 


219857372 
25070 
idiaceae; 


osporang 


Firmicutes; 
anaerobact 


NA, partia 
Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycet 


29 Nonomuraea salmonea Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref |NR_026345.1| Microtetraspora glauca 
28 Microtetraspora glauca Bacteria; 


ptosporangineae; Streptosporangiaceae; 
219846307|ref|NR_025897.1| Thermoanaerobacter 
artial sequence 3882338 3883860 


Clostridia; 
er. 
ref|NR_029278.1| Sanguibacter suarezii 
1 Sanguibacter suarezii Bacteria; 

; Sanguibacteraceae; Sanguibacter. 
ref|NR_029277.1| Sanguibacter inulinus 
8 Sanguibacter inulinus Bacteria; 

; Sanguibacteraceae; Sanguibacter. 
ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 
ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_027595.1 
42 Sanguibacter 
ococcineae; San 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Sanguibacter keddieii 
keddieii DSM 10542 
guibacteraceae; 


ref|NR_025022.1| Actinomadura spadix 
96 Actinoallomurus spadix Bacteria; 
ineae; Thermomonosporaceae; 


ref 
1 se 


NR_025571.1 
quence 


Kibdelosporangium 
1663507 1664980 


orangium. 
ref|NR_025482.1 

1788037 178951 
etales; Frankine 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


ref|NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


ref|NR_025438.1 
1852181 185367 
omycetales; Stre 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


ref |NR_025190.1 
194621 219603 


ales; Coryne 


ND 


ref|NR_024960.1| Thermohalobacter 
00 2508520 Thermohalobacter berrensis 
Thermohalobacter. 


104108 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; 


strain JCM 3166 1 


Planobispora. 


104108 Bacteria_16S 


strain IFO 12702 


multiseptatus str 
multiseptatus Bac 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


104108 Bacteria_16S 


2755373 27554311 


Clostridia; 
2820172 2820293 1 


2826170 2826295 1 


3010746 3010871 1 


Modestobacter. 
3839993 3840118 1 


3881148 3881198 4 


59 


TOBE 16S ribosomal RNA, partial sequence 
Firmicutes; 
104108 Bacteria_16S 


Thermoanaerobacterales; 


118 


118 


118 


118 


B15 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


54 


gi|219857149 


gi| 219856910 


6S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219856906 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
104108 Bacteria_16S 


gi| 219846916 


ain AA826 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Geodermatophilaceae; 
104108 Bacteria_16S 


gi| 219846335 


gi| 219846308 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


thermocopriae Bacteria; Firmicutes; Clostridia; Thermoa 


Thermoanaerobacte 


104108 Bacteria_16S 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, 
synnemataformans Bacteria; Actinobacteria; Actinobacter 


Nocardiopsaceae; 


104108 Bacteria_16S 


dassonvillei subs 
Actinomycetales; 


elongatus strain 
Bacteria; Proteob 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


104108 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


A strain ELTDK 10 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain W16 16S ri 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


104108 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterales; 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


104108 Bacteria_16S 


strain JCM 3325 1 


Actinomadura. 


104108 Bacteria_16S 


strain SNG49 16S 


strain 16351 16S 
Firmicutes; Clost 


104108 Bacteria_16S 


strain DSM 44494 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


Yr. 


42631 42684 1 


Nocardiopsis. 


84917 84970 1 


p. 


98694 98743 7 


280123 280180 2 
cteria; Proteobacteria; 


284742 284791 7 


313677 313796 2 


tes; Clostridia; 


674670 674795 1 


874535 874588 1 


Streptosporangium. 
1301308 1301361 1 


eae; 


tes; Clostridia; 
losiruptor. 
1534718 15347711 


1639320 1639373 1 


1670025 1670145 1 


ridia; Clostridiales; 


1740089 1740142 1 


1876858 1876911 1 


Nocardiopsis. 


104108 Bacteria_16S 


2255701 2255746 2 


54 


54 


dassonvillei strain IMRU 509 16S ri 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; 
104108 Bacteria_16S 


56 


FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 
104108 Bacteria_16S 


59 


56 


in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfobacterales; 
104108 Bacteria_16S 


118 


3 16S ribosomal RNA, partial sequence 
Clostridiales; 


118 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104108 Bacteria_16S 


54 


54 


54 


54 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_16S 


118 


ribosomal RNA, partial sequence 
Clostridiaceae; 


54 


54 


47 


gi| 265679035 


gi| 265679006 


gi| 265678997 


gi| 265678873 


rain PCA 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi| 265678870 


gi|265678851 


Clostridiaceae; 
gi| 265678599 


674316 67581 


gi|265678462 


CY-7113 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219846639 


gi|219857414 


6S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878450 


1638983 16404 
Streptosporangineae; 


gi|219878428 


1669639 16711 


gi|219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_16S 

in DSM 44410 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


gi|219878283 


gi|219857562 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 


2754990 2756495 Therma 
Thermoanaerobacter 


Streptosporangineae; 


Actinomycetales; 


3839632 3841072 Blasto 
Frankineae; 


naerobacterales; 


partial sequence 
idae; Actinomycetales; 


bosomal RNA, partial seque 


Nocardiopsis. 


98328 


Desulfuromonadales; 


ence 284384 285824 Desulf 


313315 314767 Clostr 


ococcineae; 


Streptosporangineae; 


Streptosporangineae; 


sequence 
Actinomycetales; 


ref|NR_024777.1 


ref |NR_024731.1 


Streptosp 


ref|NR_024727.1 


ref|NR_026508.1 
3010413 301189 
Franki 


ref|NR_025925.1 


Geoderma 


ref|NR_025898.1 

3880766 388228 
Thermoana 
ref|NR_029343.1 
42294 
Str 


ref|NR_029314.1 


ref|NR_029305.1 
99781 Desulf 
Desulfobulbacea 
ref |NR_029179.1 
279814 281221 


ref |NR_029176.1 


Desulfobulbacea 
ref|NR_029157.1 


Clostridium. 
ref |NR_028904.1 
0 Dermatophilus 
Dermatophilace 
ref|NR_028765.1 

874217 875635 
Streptospo 


ref|NR_026231.1 


ref|NR_025002.1 
13 Actinomadura 
Thermomon 


ref|NR_025589.1 
69 Nocardiopsis 
Nocardiop 


ref|NR_025567.1 


ref|NR_025519.1 
36 Nocardiopsis 
Nocardiop 
ref |NR_025422.1 
1876505 187800 
Strepto 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 

Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
Sporichthyaceae; S 


porichthya. 

Modestobacter 
4 Modestobacter 
neae; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Nocardiopsis 
43754  Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Desulfobulbus 
obulbus elongatus 
e; Desulfobulbus. 
Geobacter 
Geobacter 
Geobacteraceae; 


Desulfobulbus 

obulbus rhabdoformis 
e; Desulfobulbus. 
Clostridium botulinum 
idium botulinum A 


Dermatophilus chelonae 
chelonae Bacteria; 
ae; Dermatophilus. 
Streptosporangium 
Streptosporangium 
rangineae; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
Thermoanaerobacterales 


Family III. Incertae 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Clostridium bolteae 


36 Clostridium bolteae Bacteria; 
Clostridium. 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

9 Nocardiopsis 

sporangineae; 


ref|NR_025150.1 
2255320 225677 


Desulfobulbus 
6 Desulfobulbus 


esulfobulbaceae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 


Nocardiopsis salina 


36 Nocardiopsis salina Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

2 Nocardiopsis 

sporangineae; 


Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Clostridium 
8 Clostridium 
ostridium. 
Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium quinii 


mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
Desulfobulbus. 
104108 Bacteria_16S 2333138 23331911 54 gi|219857507|ref|NR_025095.1 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 233429 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Nocardiopsaceae; Nocardiopsis. 
104108 Bacteria_16S 2401262 2401315 1 54 gi| 219857459 |ref|NR_025047.1 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 240237 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 
104108 Bacteria_16S 2510423 2510476 1 54 gi|219857370|ref|NR_024958.1 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocard 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 
104108 Bacteria_16S 2511930 2511983 1 54 gi| 219857369 |ref|NR_024957.1 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
104108 Bacteria_16S 3132927 3132980 1 54 gi| 219846833 |ref|NR_026425.1 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae 
104108 Bacteria_16S 3255709 3255762 1 54 gi|219846750|ref|NR_026342.1 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 325683 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 
104108 Bacteria_16S 3258734 3258787 1 54 gi|219846748|ref|NR_026340.1 
strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
104108 Bacteria_16S 3260244 3260297 1 54 gi| 219846747 |ref|NR_026339.1 
dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, partial sequen 
Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
104108 Bacteria_16S 3487483 3487605 4 118 gi|219846584|ref|NR_026176.1 
strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
104108 Bacteria_16S 4061303 4061356 1 54 gi|219846178|ref|NR_025768.1 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
104108 Bacteria_16S 4216650 4216703 1 54 gi|219846063|ref|NR_025653.1 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 421777 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 
104108 Bacteria_16S 144456 144516 2 62 gi| 265678966 |ref|NR_029274.1 
strain 55134 16S ribosomal RNA, partial sequence 144082 14559 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; J 
104108 Bacteria_16S 489293 489353 2 62 gi| 265678725 |ref|NR_029030.1 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 49045 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; J 
104108 Bacteria_16S 652042 652161 2 118 gi| 265678615 |ref|NR_028920.1 
strain CK55 16S ribosomal RNA, partial sequence 651676 65311 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
104108 Bacteria_16S 665629 665681 2 54 gi| 265678605 |ref|NR_028910.1 
strain WoG13 16S ribosomal RNA, partial sequence 665236 66673 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 
104108 Bacteria_16S 1683651 1683770 2 118 gi| 219878419 |ref|NR_025558.1 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 168328 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
104108 Bacteria_16S 2184302 2184362 1 61 gi|219857609|ref|NR_025198.1 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 218546 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 
Pseudoxanthomonas. 
104108 Bacteria_16S 2569136 2569255 2 118 gi| 219857288 |ref|NR_024919.1 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 257024 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 
104108 Bacteria_16S 3035053 3035172 2 118 gi|219846899|ref|NR_026491.1 
strain DS1 16S ribosomal RNA, partial sequence 3034695 30361 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
104108 Bacteria_16S 3501009 3501128 2 118 gi|219846575|ref|NR_026167.1 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
104108 Bacteria_16S 3528383 3528502 2 118 gi|219846557|ref|NR_026149.1 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


104108 Bacteria_16S 
strain IFO 15474 


Bacteria; 


104108 Bacteria_16S 
strain A288 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
104108 Bacteria_16S 
strain Al10 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

104108 Bacteria_16S 506270 506392 4 118 gi|265678714|ref|NR_029019.1 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Pseudonocardiaceae; Pseudonocardia. 

104108 Bacteria_16S 510767 510822 1 56 gi|265678711|ref|NR_029016.1 
strain Tf 16S ribosomal RNA, partial sequence 510382 51190 

Firmicutes; lales; Bacillaceae; Geobacillus. 

104108 Bacteria_16S 522971 523093 4 118 gi| 265678703 |ref|NR_029008.1 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 

104108 Bacteria_16S 
cetonica strain 4 
Proteob 
104108 Bacteria_16S 
siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 
104108 Bacteria_16S 
strain NRRL 15532 
Bacteria; Actinob 


Bacteria; 


Nonomuraea. 


104108 Bacteria_16S 
afermentans subsp 


Actinomycetales; 
104108 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacter 
104108 Bacteria_16S 
oligospora strain 
oligospora Bacter 
Thermomonosporace 
104108 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 
104108 Bacteria_16S 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


104108 Bacteria_16S 2609177 2609299 4 118 gi|219857259|ref|NR_024890.1 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 261032 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Pseudonocardiaceae; Amycolatopsis. 

104108 Bacteria_16S 3175463 3175586 4 118 gi|219846804|ref|NR_026396.1 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 317658 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Corynebacteriaceae; Corynebacterium. 

104108 Bacteria_16S 3237761 3237808 7 54 gi|219846762|ref|NR_026354.1 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 


Desulfofustis. 


3901142 3901260 4 118 gi 


71538 71660 4 118 gi 


teria; Actinobacteria; Actinobacterida 
Pseudonocardia. 
121745 121796 8 


59 gi 


404691 404813 4 118 gi 


469257 469379 4 118 
bosomal RNA, partial sequence 


gi 


686721 686776 1 56 gi 
80 16S ribosomal RNA, partial sequence 
904949 905004 1 


56 gi 


eria; Firmicutes; 


r. 


Clostridia; 


- afermentans strain CIP 103499 16S ri 


e; Pseudonocardia. 


16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Herbidospora. 
104108 Bacteria_16S 
sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiaceae; 
104108 Bacteria_16S 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


ain 592 16S ribosomal RNA, partial sequence 


404351 40583 
Streptosporanginea 


468944 47039 


s strain SL-1 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Actino 


219846294 


265679016 


265678981 


265678785 


265678738 


265678591 


265678441 


bosomal RNA, 


ref 
68 Herbidospora 
Streptosporangineae; 


ref 
71176 
e; Actinomycetales; 


ref 
121373 122854 Desulf 
Syntrophobacterales; 
ref 
0 Actinomadura 


s 


ref 
5 Actinomadura 


ain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudo 
acteria; Actinobacteridae; Actinomycetales; Pseudono 
ref 
686343 687857 Desulf 
acteria; Deltaproteobacteria; Desulfobacterales; Des 
ref 
in SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermo 
Thermoanaerobacterales 


c 


Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; 
Corynebacterineae; Corynebacteriaceae; Corynebacterium. 
1504651 1504694 76 118 gi|219846440|ref|NR_026031.1 
164-47 16S ribosomal RNA, partial sequence 1504208 150555 
ia; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubac 
1530186 1530308 4 118 gi|219857433|ref|NR_025021.1 
ATCC 43269 16S ribosomal RNA, partial sequence 1529847 153130 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
ae; Actinomadura. 
1923980 1924102 4 118 gi| 219878245 |ref|NR_025384.1 
n LM 157 16S ribosomal RNA, partial sequence 1923611 192512 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
e; Pseudonocardia. 
2166135 2166257 4 118 gi|219857624|ref|NR_025213.1 


sequence 2165786 216722 


NR_025884.1 
Streptosp 
NR_029324.1 
72680 
Pseudo 


NR_029289.1 


yntrophobact 
NR_029090.1 
e; Thermomon 


NR_029043.1 


cardineae; P 
NR_028896.1 


ulfobacterac 
NR_028743.1 


; Thermoanae 


1106564 1106682 4 118 gi|265678304|ref|NR_028606.1 

16S ribosomal RNA, partial sequence 1106217 1107715 Nonomu 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
1500134 1500258 4 118 gi|219846622|ref|NR_026214.1 


omplete sequ 


mycetales; P 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Pseudonocardia 
Pseudonocardia 
nocardineae; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 

Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 
Pseudonocardia 
Pseudonocardia 


ardineae; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Actinomadura 
8 Actinomadura 
orangineae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Corynebacterium 
0 Corynebacterium 
cterineae; 


Desulfofustis 


3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


104108 Bacteria_16S 


pfennigii strain 


pfennigii Bacteri 


Syntrophobacter. 


104108 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bact 
104108 Bacteria_16S 
ATCC 35205 16S ri 


Firmicutes; 


104108 Bacteria_16S 


strain 2761 


Clos 


16S 


Proteobacteria; 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
104108 Bacteria_16S 
nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 
104108 Bacteria_16S 
strain C3H-21 16S 


3407770 3407821 8 59 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


3762955 3763010 1 56 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; 
3829618 3829661 76 118 
bosomal RNA, partial sequence 

ridia; Clostridiales; Heliobacteriacea 
3964284 3964327 76 118 gi 
ribosomal RNA, partial sequence 


gi 


et 


B 
4026571 4026626 1 56 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


4165020 4165075 1 56 gi 
strain CV2803 16S ribosomal RNA, parti 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 
longreachensis st 
longreachensis Ba 


Desulfovibrio. 


104108 Bacteria_16S 


10696 10742 1 47 gi 
rain 16910a 16S ribosomal RNA, complet 
cteria; Proteobacteria; Deltaproteobac 


50263 50309 1 47 


gi 


alaskensis strain All 16S ribosomal RNA, complete seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 


104108 Bacteria_16S 


73096 73146 4 54 gi 


asaccharolytica strain 580 16S ribosomal RNA, partial s 
asaccharolytica Bacteria; Actinobacteria; Actinobacteri 


Pseudonocardiaceae; 
104108 Bacteria_16S 
hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 
104108 Bacteria_16S 


cellulans strain 


cellulans Bacteri 
Promicromonospora 
104108 Bacteria_16S 
strain 27 16S rib 


Pseudonocardia. 

89384 89430 1 47 gi 
ain JSP 16S ribosomal RNA, partial seq 
teria; Thermodesulfobacteria; Thermode 
erium. 

118655 118780 1 118 gi 
DSM 43879 16S ribosomal RNA, partial s 


Cellulosimicrobium. 
136863 136988 1 
osomal RNA, partial sequence 


ceae; 


118 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 
proteolyticum str 
Firmicu 
104108 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 
Coprothermobacter 
104108 Bacteria_16S 


Bacteria; 


strain SEBR 
Thermotogae; 


104108 Bacteria_16S 


7054 
The 


180949 181062 8 118 gi 
ain CG 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
202461 202507 1 47 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


247059 247117 1 59 gi 


rmotogales; Thermotogaceae; 


427953 428011 4 


Thermotoga. 
62 gi 


halotolerans strain YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae 


Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 


449526 449651 1 118 gi 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, parti 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Actinosynnemataceae; 
104108 Bacteria_16S 


Saccharothrix. 
493956 494081 


1 118 gi 


Clostrid 


3829173 38306 


3963836 39652 
etaproteobacteria; Rhodocyclales; Rhod 
104108 Bacteria_16S 
alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum. 
104108 Bacteria_16S 


Bacteria; Proteobacteria; Deltaproteobacteria; D 
4218152 4218274 4 118 gi| 219846062 
in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
ae; Actinomadura. 
4243824 4243949 1 118 gi| 219722939 


4243475 42448 


a; Actinobacteria; Actinobacteridae; Actinomycet 


136495 13800 


16S ribosomal RNA, partial sequence 246697 24821 


219846640 
equence 

; Syntroph 
219846390 
al sequenc 
iales; Lac 
219846342 


e; Helioba 
219846249 


ocyclaceae 
219846205 
equence 

ria; Desul 


219846104 
al sequenc 


ococcineae 
265679056 
e sequence 
teria; Des 


265679030 
nce 49907 
ibrionales 
265679015 
equence 

dae; Actin 


265679003 
uence 
sulfobacte 


265678983 
equence 


265678971 


ococcineae 
265678942 
ence 18057 
idiaceae; 

265678928 
ence 20208 
naerobacte 


265678897 


265678769 
sequence 
Actinomy 


, 


265678755 
al sequenc 
e; Actinom 


265678722 


ref 
obac 

ref 
hnos 


ref 


ref 


a 
ref 


ref 
esul 


ref 


ref 


La 
ref 


ulfo 
ref 


; De 
ref 


omyc 
ref 
rial 
ref 
L 
ales 
ref 


; Ce 
ref 


Clos 
ref 


rale 


ref 


ref 
ceta 
ref 
ycet 


ref 


kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 


3407396 34088 


e 3762598 37640 


4026183 40277 
foba 


e 4164674 41661 


4217823 42192 
ceta 


10342 


51436 


72731 


89036 


18321 11977 


4 182073 Clost 


427586 42907 


e 449186 45061 


NR_026232.1 
8 
terales; Sy 
NR_025981.1 
7 
piraceae; B 
NR_025932.1 


ium. 
NR_025839.1 


odocyclus. 
NR_025795.1 
0 
cterales; D 
NR_025694.1 
1 
fobacterales 
NR_025652.1 
9 
les; Strept 
NR_024571.1 


rmabacterac 
NR_029364.1 
11910 
vibrionales 


v 


NR_029338.1 
Desulf 
sulfovibrion 
NR_029323.1 
74244 
etales; Pseu 
NR_029311.1 
90489 
es; Thermode 
NR_029291.1 
2 
‘ L 


; Micrococc 


NR_029279.1 


1lulomonadac 
NR_029250.1 
r 
tridium. 
NR_029236.1 


7 203611 Coprot 


s; Thermodes 


NR_029205.1 


NR_029074.1 
it 
les; Coryneb 
NR_029060.1 
5 
{o) 


ales; Pseud 


n 


U 


e 


fe} 


e 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 
cter 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 
Rh 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 

Actinomadura 
1 Actinomadura 
sporangineae; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 
De 


ae; Brachybacterium. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Pseudonocardia 
Pseudonocardia 
donocardineae; 


Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Clostridium 
idium proteolyticum 


Coprothermobacter 
hermobacter 


ulfobiaceae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Corynebacterium 
Corynebacterium 
acterineae; 


Saccharothrix 
Saccharothrix 


nocardineae; 


Arthrobacter 


NR_029027.1 


493586 495067 Arthrobacter 


104108 Bacteria_16S 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 


495461 495586 1 118 gi 


gangotriensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
104108 Bacteria_16S 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


524461 524511 4 54 gi 


265678721 


265678702 


ref |NR_029026.1 
495118 496571 
Actinomycetales; Microc 


ref |NR_029007.1 


Arthrobacter 
Arthrobacter 
occineae; 


Corynebacterium 


524146 525550 Corynebacterium ciconiae 


Corynebacterium. 
104108 Bacteria_16S 
appendicis strain 


607823 607945 4 


118 gi 


IMMIB R-3491 16S ribosomal RNA, parti 


appendicis Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 617173 617231 4 
holsaticum strain 


Mycobacterium. 


104108 Bacteria_16S 806193 806239 1 


thermophilum strain 7 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


thermophilum Bacteria; 
Thermodesulfobacterium. 
104108 Bacteria_16S 877485 877610 1 


62 gi 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


47 gi 


118 gi 


Thermodes 


265678646 


265678640 


265678508 


265678460 


strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


104108 Bacteria_16S 889624 889674 4 


54 gi 


265678451 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 


catellatispora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
912695 912820 1 


Thermomonosporaceae; 
104108 Bacteria_16S 


aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, p 


aerocolonigenes Bacteria; 
Actinosynnemataceae; 
104108 Bacteria_16S 
pretiosum subsp. 
Actinosynnema pretiosum 
Actinomycetales; 
104108 Bacteria_16S 
wolinii strain DB 
Bacteria; 
Syntrophobacter. 
104108 Bacteria_16S 
strain Cal06 16S 


Lechevalieria. 
914253 914378 1 


1126264 1126314 8 


1217038 1217163 1 


104108 Bacteria_16S 1289331 1289456 1 
strain VPI 0546 16S ribosomal RNA, 
Actinobacteria; Coriobacteridae; 
104108 Bacteria_16S 1324326 1324379 1 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial 
Firmicutes; 
Incertae Sedis; Caldicellulosiruptor. 


kristjanssonii 177R1B Bacteria; 
Family III. 


104108 Bacteria_16S 1344215 1344265 4 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


118 gi 


Actinobacteria; Actinobacteridae; 


118 gi 


pretiosum strain C-15003 16S ribosomal 


58 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


118 gi 


118 gi 


54 gi 
Clostridia; 


54 gi 
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104108 Bacteria_16S 1542458 1542583 1 118 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
104108 Bacteria_16S 1575401 1575526 1 L18 gi|219856867|ref|NR_024686.1| Lentzea waywayandensis 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
104108 Bacteria_16S 1604672 1604797 1 118 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

104108 Bacteria_16S 1606213 1606338 1 118 gi|219878472|ref|NR_025611.1| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
104108 Bacteria_16S 1662321 1662446 1 118 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
104108 Bacteria_16S 1665385 1665510 1 i118 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
104108 Bacteria_16S 1674478 1674603 1 118 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
104108 Bacteria_16S 1727879 1727937 4 62 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104108 Bacteria_16S 1746218 1746343 1 118 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
104108 Bacteria_16S 1759952 1760077 1 iA gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
104108 Bacteria_16S 1761473 1761598 1 113 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
104108 Bacteria_16S 1805270 1805395 1 118 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 
104108 Bacteria_16S 1806808 1806933 1 118 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
104108 Bacteria_16S 1949969 1950019 4 54 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
104108 Bacteria_16S 2030544 2030594 4 54 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 2036635 2036685 4 54 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
104108 Bacteria_16S 2052246 2052304 4 62 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
104108 Bacteria_16S 2065863 2065988 1 118 gi| 219878146 |ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
104108 Bacteria_16S 2157007 2157057 4 54 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 


104108 Bacteria_16S 2252577 2252627 4 54 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
104108 Bacteria_16S 2324142 2324192 4 54 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
104108 Bacteria_16S 2346656 2346781 1 118 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
104108 Bacteria_16S 2348165 2348290 1 118 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
104108 Bacteria_16S 2408947 2408997 4 54 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 
104108 Bacteria_16S 2493755 2493880 1 118 gi|219857387|ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 
104108 Bacteria_16S 2573796 2573842 1 47 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
104108 Bacteria_16S 2612275 2612399 1 118 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
104108 Bacteria_16S 2746487 2746612 1 118 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
104108 Bacteria_16S 2759900 2760025 1 118 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
104108 Bacteria_16S 2770413 2770538 1 118 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
104108 Bacteria_16S 2790123 2790181 1 59 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
104108 Bacteria_16S 2797488 2797613 1 118 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
104108 Bacteria_16S 2939400 2939525 1 118 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
104108 Bacteria_16S 3044182 3044307 1 118 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 
104108 Bacteria_16S 3098486 3098611 1 118 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
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104108 Bacteria_16S 2342117 23421701 54 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
104108 Bacteria_16S 2716457 2716518 1 62 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

104108 Bacteria_16S 2733245 2733306 1 62 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

104108 Bacteria_16S 2734735 2734796 1 62 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
104108 Bacteria_16S 2736225 2736286 1 62 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 
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104108 Bacteria_16S 3181493 3181550 4 61 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3183045 3183102 4 61 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3184597 3184654 4 61 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3186149 3186206 4 61 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3187701 3187758 4 61 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 
104108 Bacteria_16S 3189253 3189310 4 61 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3190805 3190862 4 61 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3192357 3192414 4 61 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3193907 3193964 4 61 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3195459 3195516 4 61 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3213376 3213499 4 118 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 3257222 3257275 1 54 gi|219846749|ref|NR_026341.1| Nocardiopsis listeri 
strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis listeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
104108 Bacteria_16S 3288999 3289056 4 61 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3290524 3290581 4 61 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3292076 3292133 4 61 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3293628 3293685 4 61 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

104108 Bacteria_16S 3295178 3295235 4 61 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 
104108 Bacteria_16S 3356063 3356116 1 54 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 


104108 Bacteria_16S 3428644 3428705 1 62 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

104108 Bacteria_16S 3435762 3435885 4 118 gi|219846619|ref|NR_026211.1| Corynebacterium auris 


strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
104108 Bacteria_16S 3523793 3523846 1 54 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 
104108 Bacteria_16S 3876507 3876560 1 54 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 


104108 Bacteria_16S 3950659 3950720 1 62 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

104108 Bacteria_16S 4178734 4178795 1 62 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

104108 Bacteria_16S 97186 97226 7 47 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

104108 Bacteria_16S 219559 219614 1 56 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104108 Bacteria_16S 322767 322815 71 118 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

104108 Bacteria_16S 646150 646274 1 118 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

104108 Bacteria_16S 792445 792505 1 61 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
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hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 


hydrothermale Bac 
Desulfacinum. 
104108 Bacteria_16S 
cellulovorans str 
cellulovorans 743 
104108 Bacteria_16S 
strain Z-7491 16S 
Spirochaetes; Spi 
104108 Bacteria_16S 
glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae; 
104108 Bacteria_16S 
strain 743A 16S r 
Firmicutes; Clost 
104108 Bacteria_16S 
orbiscindens stra 
Bacteria; Firmicutes; 
104108 Bacteria_16S 
methylpentosum st 
methylpentosum Ba 
104108 Bacteria_16S 
strain 653 16S ri 
Firmicutes; Clost 
104108 Bacteria_16S 
thermoacetoxidans 
thermoacetoxidans 
104108 Bacteria_16S 
strain J1-31B-1 1 
Firmicutes; Erysi 
104108 Bacteria_16S 
strain F 16S ribo 
Clostridia; Clost 
104108 Bacteria_16S 
pentosovorans str 
pentosovorans Bacteria; 
104108 Bacteria_16S 
strain CE40 16S r 


ridia; 


104108 Bacteria_16S 
strain V 5-2 16S 
Firmicutes; Clostridia; 
104108 Bacteria_16S 

strain NCTC 279 1 
Firmicutes; Clostridia; 
104108 Bacteria_16S 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 


chartatabidum Bacteria; 


teria; 
Coriobacterium. 


Bacteria; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


DSM 20642 16S ribosomal RNA, partial s 
Coriobacteridae 


Actinobacteria; 


3595609 3595728 2 11 


ibosomal RNA, partial sequence 
ridia; 


Clostridiales; 


23131 23174 76 11 


in 265 16S ribosomal RNA, partial sequ 
Clostridia; 


Clostridiales 


24724 24767 76 11 


rain R2 16S ribosomal RNA, partial seq 
cteria; 


Clostridia 
76 11 


Firmicutes; 
26196 26239 


bosomal RNA, partial sequence 


Clostridiales; 


53501 53556 1 56 


strain CAMZ 16S ribosomal RNA, partia 
Clostridia; 


Firmicutes; 


54926 54981 1 56 


6S ribosomal RNA, partial sequence 54638 
pelotrichi; Erysipelotrichales; Erysip 


83542 83585 76 11 


somal RNA, partial sequence 83062 
ridiales; 


86569 86612 76 aL 


ain Fae 16S ribosomal RNA, partial seq 


Firmicutes; Clostridia; 
123249 123371 4 11 


153554 153613 2 61 


ribosomal RNA, partial sequence 


Clostridiales; 


165938 165981 76 11 


6S ribosomal RNA, partial sequence 165488 16699 
Clostridiaceae; 


Clostridiales; 
197829 197872 76 


11 


Firmicutes; Clostridia; 


Clostridiaceae; 


Clostridiaceae; 


Ruminococcaceae; Anaerofilum. 


Clostridiaceae; 


equence 
Coriobac 


: teri 


8 gi|219846511 
3595254 35967 
Clostridiu 
265679048 
ence 22677 
idiaceae; 
265679047 
uence 
Clostridiales; C 
gi| 265679046 
25762 27159 
Clostridiu 
265679028 
1 sequence 
stridiales 
265679027 
56028 
elotrichac 
gi| 265679007 
84529 Anaer 


ref 


mM. 


8 gi 


Clostr 
gi 


Clos 
ref 


’ 


8 


lost 
ref 


’ 


8 


m. 
gi ref 


: Pe 
ref 


Clo 
gi 


eae; 
ref 
ofil 


8 


8 265679005 
uence 
Clostridiales; Ru 
gi| 265678980 
122905 12429 
ococcineae 
gi| 265678960 
153188 15467 
Oxobacter. 
265678952 


gi ref 
mino 


8 ref 


; Ce 
ref 


8 gi ref 


Clostridium. 


3496207 34976 


24226 


24277 


53088 


86091 


4 


ales; Coriob 


NR_026103.1 


NR_029356.1 
Clostr 
tridium. 
NR_029355.1 
25711 
ridiaceae; C 
NR_029354.1 


NR_029336.1 
54587 
ptococcaceae 
NR_029335.1 


Holdemania 
NR_029315.1 
um agile Bac 


NR_029313.1 
87556 
coccaceae; A 
NR_029288.1 


1lulomonadac 
NR_029268.1 


NR_029260.1 


8 gi| 265678931 |ref 


Clostridiales; Clostr 


teria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
1356348 1356467 2 118 gi|228720131|ref|NR_027589.1| Clostridium 
ain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3316455 3316515 1 61 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
rochaetales; Spirochaetaceae; Spirochaeta. 
3496560 3496600 7 47 gi|219846578|ref|NR_026170.1| Coriobacterium 


1 Coriobacterium 
acterineae; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
idium orbiscindens 


Clostridium 
Clostridium 
lostridium. 
Clostridium roseum 


Clostridium roseum Bacteria; 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Holdemania filiformis 


v 


Holdemania filiformis Bacteria; 


Anaerofilum agile 
teria; Firmicutes; 


Anaerofilum 
Anaerofilum 
naerofilum. 
Cellulomonas hominis 


8 Cellulomonas hominis Bacteria; 


eae; Cellulomonas. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 


NR_029239.1 


idiaceae; Cl 


Clostridium 


197405 198934 Clostridium 


ostridium. 


104108 Bacteria_16S 210355 210398 76 118 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104108 Bacteria_16S 211910 211953 76 118 gi| 265678921 |ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
104108 Bacteria_16S 221015 221137 4 118 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
104108 Bacteria_16S 257687 257730 76 118 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
104108 Bacteria_16S 332032 332087 1 56 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 
104108 Bacteria_16S 332133 332176 76 118 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 
104108 Bacteria_16S 437293 437415 4 118 gi|265678763|ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
104108 Bacteria_16S 460217 460339 4 118 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
104108 Bacteria_16S 580697 580819 4 118 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
104108 Bacteria_16S 623024 623146 4 118 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


104108 Bacteria_16S 624581 624703 4 118 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104108 Bacteria_16S 638349 638388 22 61 gi|265678625|ref|NR_028930.1| Stenotrophomonas 


rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
104108 Bacteria_16S 647683 647805 4 LAB gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
104108 Bacteria_16S 653498 653553 1 56 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 


104108 Bacteria_16S 682294 682337 76 118 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

104108 Bacteria_16S 739894 740018 4 118 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 


104108 Bacteria_16S 758768 758811 76 118 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

104108 Bacteria_16S 777098 777220 4 118 gi|265678528|ref|NR_028832.1| Gordonia 


paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
104108 Bacteria_16S 801773 801816 76 118 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
104108 Bacteria_16S 804692 804747 1 56 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 
104108 Bacteria_16S 810840 810962 4 118 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 


montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 

104108 Bacteria_16S 816960 817015 1 56 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

104108 Bacteria_16S 838275 838393 4 118 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
104108 Bacteria_16S 839824 839879 1 56 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

104108 Bacteria_16S 850327 850370 76 118 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

104108 Bacteria_16S 891112 891167 1 56 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

104108 Bacteria_16S 917407 917529 4 118 gi| 265678433 |ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

104108 Bacteria_16S 918972 919094 4 118 gi|265678432|ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

104108 Bacteria_16S 939093 939136 76 118 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1l 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

104108 Bacteria_16S 1063061 1063116 1 56 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

104108 Bacteria_16S 1097479 1097506 1 28 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 1114202 1114229 1 28 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
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denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
Sterolibacterium. 

104108 Bacteria_16S 1855613 1855735 4 118 gi| 219878297 |ref|NR_025436.1 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 185659 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

104108 Bacteria_16S 1870813 1870868 1 56 gi| 219878287 |ref|NR_025426.1 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 18719 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104108 Bacteria_16S 1873902 1874024 4 118 gi| 219878285 |ref|NR_025424.1 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 187493 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Arthrobacter. 

104108 Bacteria_16S 1886285 1886409 4 118 gi|219878274|ref|NR_025413.1 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 188742 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoca 
Pseudonocardiaceae; Saccharomonospora. 

104108 Bacteria_16S 1898719 1898762 76 118 gi|219878264|ref|NR_025403.1 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Bracki 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 

104108 Bacteria_16S 1925542 1925664 4 118 gi|219878244|ref|NR_025383.1 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 192664 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

104108 Bacteria_16S 2032017 2032072 1 56 gi|219878174|ref|NR_025313.1 


Amycolatopsis keratiniphila subsp. noga 


Pseudonocardineae; Pseudonocardiaceae; 
1677497 1677619 4 118 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
1679018 1679140 4 118 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


Ss 


al 


1686654 1686697 76 118 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacteria 
1692866 1692909 76 118 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1706684 1706727 76 118 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1732560 1732603 76 118 gi 
ribosomal RNA, partial sequence 


ia 


el 


equence 


Actinomyc 


219878422 


16786 


es; Pseu 


219878417 
equence 


Hydrog 


’ 


219878412 
eq 


uence 


les; Pep 


219878403 
1706248 17077 


ostridiu 


219878386 
1732113 17335 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025556.1 
1686206 168766 
enophilales; Hyd 


NR_025551.1 
1692386 169391 
tococcaceae; Des 
ref|NR_025542.1 


m. 
ref|NR_025525.1 
87 Butyrivibrio 


1563315 1563437 4 118 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
in NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
1672958 1673080 4 118 gi| 219878426 |ref|NR_025565.1]| Amycolatopsis 
rain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
1675980 1676102 4 118 gi|219878424|ref|NR_025563.1| Amycolatopsis 
sp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 


becina Bacteria; Actinobacteria; Actinobacteridae; 
Amycolato 
219878423 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Clostridium diolis 


30 Clostridium diolis Bacteria; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 

Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Sterolibacterium 

8 Sterolibacterium 

yclaceae; 


Corynebacterium 
9 Corynebacterium 


erineae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Alicyclobacillus 


hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


104108 Bacteria_16S 2041304 2041343 22 


broegbernensis strain B1616/1 16S ribosomal RNA, partia 


broegbernensis Bacteria; 
Pseudoxanthomonas. 
104108 Bacteria_16S 


Proteobacteria; 


2042862 2042901 22 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


nitritireducens Bacteria; 
Stenotrophomonas. 


104108 Bacteria_16S 2067505 2067548 76 


strain 58Eu 16S ribosomal RNA, partial sequence 


Proteobacteria; 
104108 Bacteria_16S 2132889 2133011 4 
poriferae strain ATCC 35087 16S 
poriferae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
104108 Bacteria_16S 2140415 2140470 1 


micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 
Clostridia; 


micronuciformis Bacteria; 
104108 Bacteria_16S 
strain MUP 1182 1 


Firmicutes; 
2147955 2148077 4 
6S ribosomal RNA, 


104108 Bacteria_16S 2155439 2155494 1 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
Rubrobacteridae; 


taiwanensis Bacteria; Actinobacteria; 
Rubrobacteraceae; Rubrobacter. 
104108 Bacteria_16S 2232793 2232915 4 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


104108 Bacteria_16S 2261868 2261911 4 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial s 
Thermodesulfobacteria; 


hydrogeniphilum Bacteria; 
Thermodesulfobacterium. 
104108 Bacteria_16S 2310442 2310564 4 


strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


104108 Bacteria_16S 2317978 2318017 22 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 


104108 Bacteria_16S 2319570 2319609 22 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial 


acidaminiphila Bacteria; 
Stenotrophomonas. 
104108 Bacteria_16S 


Proteobacteria; 


2337602 2337645 76 


Proteobacteria; 


61 


Gammaproteobacteria; 


61 


118 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


118 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


56 


118 


complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


56 


118 


47 


118 


61 


61 


Gammaproteobacteria; 


118 


strain BG29 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
104108 Bacteria_16S 2387673 2387728 1 


yonseiensis strain KBl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicutes; 
104108 Bacteria_16S 2466768 2466823 1 
strain Z-2189 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 
104108 Bacteria_16S 2530179 2530222 76 
strain DSM 12272 
Firmicutes; Clostridia; 
104108 Bacteria_16S 
meridiei strain S 
Bacteria; Firmicutes; 
104108 Bacteria_16S 


Clostridia; 


Clostridiales; 
2547853 2547896 76 


Clostridia; 
2618626 2618669 76 


strain CKB 16S ribosomal RNA, partial sequence 


Proteobacteria; 


104108 Bacteria_16S 2757031 2757074 76 


nagasakiensis strain JCM 11223 16S ribosomal RNA, parti 
Clostridia; 


nagasakiensis Bacteria; 
Thermaerobacter. 
104108 Bacteria_16S 


Firmicutes; 


2850698 2850737 22 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partia 


hibiscicola Bacteria; 
Pseudomonas. 
104108 Bacteria_16S 


Proteobacteria; 


2852267 2852306 22 


strain ATCC 19374 16S ribosomal RNA, partial sequence 


10 16S ribosomal RNA, partial 


Heliobacteriaceae; 


56 


56 
sequence 


Clostridiaceae; 


118 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


118 


118 


118 


61 


Thermode 


Xanthomonadales; 


sequence 


Clostridiales; Peptococcaceae; 


219878167 
1 sequence 


gi 


gi|219878166 


gi|219878145 
2067059 20685 


219857646 
sequence 


gi 
gi|219857641 


Clostridiales; 
gi| 219857636 


gi| 219857631 


219857577 
22324 


gi 


219857558 
equence 


gi 


gi] 219857522 
2310109 23115 


Streptosporangineae; 


gi| 219857517 


219857516 
sequence 


gi 


gi| 219857503 
2337153 23386 


219857468 
23873 


gi 
gi] 219857405 
2466381 24678 


gi|219857357 


219857345 
25473 


gi 


gi| 219857253 
2618180 26196 


Dechloromonas. 
gi|219857148|ref|NR_024776.1 
al sequence 2756546 275805 


Clostridiales; Clostridiales Fami 

61 gi|219856890|ref|NR_024709.1 

1 sequence 2850317 285183 
Gammaproteobacteria; Pseudomonadales; Pseud 


gi| 219856889 


Xanthomonadales; 


Xanthomonadales; 


Veil 


14 Mycobacterium 


Rubrobacterale 


sulfobacteriales; 


82 2319121 Pseudo 
Xanthomonadaceae; 


Xanthomonadales; 


07 2388807 Thermo 
Thermoanaerobacteraceae 


74 2548878 Desul 
Desu 


85 Dechloromonas 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


ref|NR_025306.1 
2040918 204243 


ref|NR_025305.1 
2042490 204400 


ref |NR_025284.1 
; Thauera. 

ref |NR_025235.1 
132540 213398 


i) 


ref|NR_025230.1 

214009 
lonellaceae; 
ref|NR_025225.1 
Mycobacter 
NR_025220.1 
155131 215660 
S; 


ref 
2 


ref|NR_025165.1 


ref |NR_025146.1 
2261503 226299 


ref|NR_025110.1 


ref|NR_025105.1 


ref|NR_025104.1 
2319172 232071 


ref |NR_025091.1 


ref|NR_025056.1 


ref|NR_024993.1 


ref |NR_024945.1 


ref |NR_024933.1 
£ 
1lfosporosinu 


ref|NR_024884.1 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


Xanthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


Xanthomonadaceae; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Mycobacterium parmense 
parmense Bacteria; 


iaceae; Mycobacterium. 


Rubrobacter 
6 Rubrobacter 


Rubrobacterineae; 


Gordonia namibiensis 


22 2233905 Gordonia namibiensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Thermodesulfobacterium 
9 Thermodesulfobacterium 


Thermodesulfobacteriaceae; 


Actinomadura mexicana 


29 Actinomadura mexicana Bacteria; 
Thermomonosporaceae; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 


Xanthomonadaceae; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 
Heliobacterium 


Thermoanaerobacter 

anaerobacter yonseiensis 

; Thermoanaerobacter. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 
Clostridium. 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 
Clostridium. 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Dechloromonas agitata 
agitata Bacteria; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


ref|NR_024708.1 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 


Pseudomonas geniculata 


2851886 2853382 Pseudomonas geniculata 


104108 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


104108 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


104108 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


104108 Bacteria_16S 


strain HKI 0136 1 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


104108 Bacteria_16S 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


104108 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


104108 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


104108 Bacteria_16S 


strain DSM 43067 


2922990 2923029 22 61 gi 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2943956 2943983 1 28 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


ne 


s 


3036652 3036695 76 118 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3039617 3039739 4 118 gi 


s 
ia 


ne 
3083549 3083604 1 56 gi 
ain L-64 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
Xs 


qu 
na 


3097038 3097162 4 118 gi 
MMZ 2439 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3151034 3151061 1 28 gi 
in KMS2 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


qu 
ti 


ue 
ri 


3154230 3154273 76 118 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3248414 3248457 76 118 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
3254220 3254342 4 


en 
oc 


Clostridiaceae; Cl 


118 gi 


219856841 


na 
219856827 


Actinomyc 
219846898 
219846896 
6S ribosomal RNA, partial sequence 3039256 30407 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 219846866 


219846857 


219846821 


219846819 
219846755 
3247999 32493 


219846751 
16S ribosomal RNA, partial sequence 3253877 32553 


ref 
e 29226 
dales; Xanth 
ref 
equence 


etal 


ref 
equence 
les; Clostri 
ref 
bacterineae; 
ref 
ence 

erobacterale 
ref 
ence 

nomycetales; 


ref 


Ww 


nce 
a; Desulfovi 
ref 
ce 31537 
caceae; Desu 
ref 
ostridium. 


ref 


17 2924080 Pseud 


2943614 29450 


3036217 30376 


3083185 30846 


3096668 30980 


150676 31521 


64 3155274 Desul 


21 Actinomadura 


NR_024660.1 
° 
omonadaceae; 
NR_024646.1 
7 
es; Frankine 
NR_026490.1 
8 
diaceae; Clo 


NR_026488.1 


Gordoniacea 
NR_026458.1 
6 
s; Thermoana 
NR_026449.1 
7 
Corynebacte 
NR_026413.1 
8 
brionales; D 
NR_026411.1 
£ 
1fosporosinu 
NR_026347.1 


NR_026343.1 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Clostridium 
6 Clostridium 
stridium. 
Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Thermoanaerobacter 

6 Thermoanaerobacter 

erobacteraceae; 


Corynebacterium 
1 Corynebacterium 
rineae; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Actinomadura madurae 


madurae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

104108 Bacteria_16S 3296728 3296783 1 56 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

104108 Bacteria_16S 3324083 3324205 4 118 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

104108 Bacteria_16S 3325610 3325732 4 ils gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

104108 Bacteria_16S 3327131 3327253 4 118 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

104108 Bacteria_16S 3328650 3328772 4 118 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

104108 Bacteria_16S 3342263 3342385 4 118 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

104108 Bacteria_16S 3380499 3380621 4 t18 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
104108 Bacteria_16S 3397040 3397162 4 118 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

104108 Bacteria_16S 3401625 3401747 4 118 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

104108 Bacteria_16S 3404695 3404817 4 118 gi| 219846642 |ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 


histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


104108 Bacteria_16S 


strain DSM 20116 


strain DSM 20315 


protophormiae str 
protophormiae Bac 


3406221 3406343 4 


16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
104108 Bacteria_16S 


3452505 3452627 4 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
104108 Bacteria_16S 
ain DSM 20168 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


3458584 3458706 4 


Micrococcaceae; Arthrobacter. 


104108 Bacteria_16S 


strain DSM 20546 


polychromogenes s 
polychromogenes B 


3461625 3461747 4 


16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
104108 Bacteria_16S 
train DSM 20136 16S ribosomal 
acteria; Actinobacteria; Actinobacteridae; 


3463148 3463270 4 


Micrococcaceae; Arthrobacter. 


104108 Bacteria_16S 


strain DSM 20545 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


104108 Bacteria_16S 
ATCC 43826 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


104108 Bacteria_16S 
rain ATCC 25780 16S ribosomal 
cteria; 


paraputrificum st 
paraputrificum Ba 


104108 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


104108 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


104108 Bacteria_16S 


strain 3015 16S r 


3464671 3464793 4 


16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
104108 Bacteria_16S 
DSM 20123 16S ribosomal RNA, 


3466194 3466316 4 


ia; Actinobacteria; Actinobacteridae; 


3492083 3492205 4 
Mycobacterium. 
3550010 3550053 76 


Firmicutes; 
3581700 3581819 2 


p. thermolacticum strain TX41 
Clostridium stercorarium subsp. thermol 


lostridium. 
3592616 3592659 76 


6S ribosomal RNA, partial sequence 3592199 35936 
Clostridiaceae; 


ridia; Clostridiales; 
3624073 3624195 4 


ibosomal RNA, partial sequence 


Clostridia; 


118 


118 


118 


118 


118 


118 


Micrococcaceae 

118 gi| 219846598 |ref|NR_026190.1 
partial sequence 3465830 346730 
Actinomycetales; Micrococc 

118 gi| 219846581 |ref|NR_026173.1 
partial sequence 3491744 349320 


118 


118 


118 


118 


16S ribosomal RNA, 
acticum Bacteria; 


219846641 |ref 


gi 


219846608 |ref 


gi 


Mi 


gi| 219846603 |ref 


219846601 |ref 


gi 


gi|219846600|ref 


RNA, partial sequence 


Actinomyc 


219846599 |ref 


gi 


219846543 |ref 


gi 


RNA, partial sequence 
Clostridiales; Clost 


219846521|ref 


par 


gi 


219846513|ref 


gi 
Clostridium. 


gi| 219846489 |ref 


3623734 3625217 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


104108 Bacteria_16S 
train Co23 16S ribosomal RNA, 


chlororespirans s 
chlororespirans B 


104108 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


104108 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


104108 Bacteria_16S 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


104108 Bacteria_16S 


strain IFO 14097 


3685279 3685322 76 


acteria; Firmicutes; 
3710873 3710916 76 


I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


ridia; Clostridiales; 
3719843 3719886 76 
ibosomal RNA, 
ridia; Clostridiales; 
3734561 3734679 4 


ain P132 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
eae; Microbispora. 


3736024 3736142 4 


16S ribosomal RNA, partial sequence 3735706 37371 


118 


Clostridia; 


118 


118 


complete sequence 
Clostridiaceae; 


118 


118 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104108 Bacteria_16S 


strain IFO 14345 


3738947 3739065 4 


16S ribosomal RNA, partial sequence 3738628 37400 


118 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104108 Bacteria_16S 


strain T/457 16S 


3741875 3741993 4 


118 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


104108 Bacteria_16S 


strain IFO 14094 


3743340 3743458 4 


16S ribosomal RNA, partial sequence 3743020 37444 


118 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104108 Bacteria_16S 


strain 104 16S r 


3744805 3744923 4 


ibosomal RNA, partial sequence 


118 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104108 Bacteria_16S 


3746266 3746384 4 


118 


partial 
Clostridiales; 


219846447 
sequence 


gi 


Pept 


gi| 219846429 |ref 


Clostridium. 


gi| 219846422 |ref 


45 Arthrobacter 
Micrococcaceae 


sequence 3458220 345969 
Actinomycetales; Microc 


33 Arthrobacter 
Micrococcaceae 


79 Arthrobacter 


Actinomycetales; 


Firmicutes; 


3684807 368631 


3710425 3711931 Clostr 


NR_026233.1 


NR_026200.1 


crococcaceae 
NR_026195.1 


NR_026193.1 


NR_026192.1 
346278 
etales; Micr 


NR_026191.1 


ridiaceae; C 
NR_026113.1 
tial sequenc 


NR_026105.1 


NR_026081.1 


Mycobacteri 
NR_026038.1 


ococcaceae; 
NR_026020.1 


NR_026013.1 


Clostridia; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 
Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 
Arthrobacter 

2 Arthrobacter 

occineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Clostridium 
2 3551038 Clostridium 
lostridium. 
Clostridium 
e 3581316 3582832 
Clostridiales; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


3719395 3720901 Clostridium chauvoei Bacteria; 


Clostridium. 
gi|219846411|ref 
Actinomycet 


219846410|ref 


gi 


Streptosporanginea 
gi|219846408|ref 


Streptosporanginea 
gi| 219846406 |ref 


3734241 373565 


NR_026002.1 
ales; Strept 
NR_026001.1 


e; Streptosp 
NR_025999.1 


e; Streptosp 
NR_025997.1 


Microbispora rosea 
5 Microbispora rosea 
osporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora fusca 


3741557 3742969 Microtetraspora fusca Bacteria; 


Streptosporanginea 


219846405 |ref 


gi 


Streptosporanginea 
gi|219846404|ref 


e; Streptosp 
NR_025996.1 


e; Streptosp 
NR_025995.1 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


3744485 3745896 Nonomuraea fastidiosa Bacteria; 


Streptosporanginea 
gi| 219846403 |ref 


e; Streptosp 


orangiaceae ; Nonomuraea. 


NR_025994.1 


Nonomuraea angiospora 


strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporanginea 


e; Streptosp 


orangiaceae 7 Nonomuraea. 


104108 Bacteria_16S 3763048 3763091 76 118 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

104108 Bacteria_16S 3764401 3764456 1 56 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
104108 Bacteria_16S 3771825 3771880 1 56 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

104108 Bacteria_16S 3834046 3834089 76 118 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

104108 Bacteria_16S 4072000 4072043 76 Hee; gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

104108 Bacteria_16S 4073455 4073577 4 118 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104108 Bacteria_16S 4076456 4076483 1 28 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

104108 Bacteria_16S 4078116 4078159 76 118 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

104108 Bacteria_16S 4121993 4122036 76 118 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

104108 Bacteria_16S 4207545 4207588 76 118 gi|219846070|ref|NR_025660.1] Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

104108 Bacteria_16S 4212023 4212078 1 56 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104108 Bacteria_16S 103313 103438 1 118 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

104108 Bacteria_16S 107824 107874 4 54 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104108 Bacteria_16S 188716 188770 2 56 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104108 Bacteria_16S 245534 245659 1 118 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

104108 Bacteria_16S 265040 265165 1 118 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
104108 Bacteria_16S 290801 290859 1 59 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 
strain Kol5a 16S ribosomal RNA, partial sequence 290399 291962 Aquifex pyrophilus Bacteria; 
Aquificae; Aquificales; Aquificaceae; Aquifex. 

104108 Bacteria_16S 296957 297007 4 54 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104108 Bacteria_16S 333571 333621 4 54 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

104108 Bacteria_16S 359028 359153 1 118 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
104108 Bacteria_16S 360574 360699 1 118 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 


sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 


360205 361665 Nesterenkonia 


sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Nesterenkonia. 
104108 Bacteria_16S 


367988 368113 1 118 gi 


castelarensis strain BJ-608 16S ribosomal RNA, partial 
castelarensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; 
104108 Bacteria_16S 


Streptomyces. 


373964 374089 1 118 gi 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
104108 Bacteria_16S 
strain AIP 354.02 


Firmicutes; 


Kitasatospora. 
393956 394010 2 56 gi 
16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales; Lachnospiraceae; 
104108 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 


398470 398532 1 63 gi 


Nocardiaceae; Nocardia. 


104108 Bacteria_16S 
strain XILO8 16S 


406245 406370 1 
ribosomal RNA, complete sequence 


118 gi 


265678809 
sequence 


265678805 
sequence 
Actinomyc 


265678792 
39362 
Oribacter 
265678789 


strain SBHR OA6 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Acti 


265678784 


405881 40739 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


Xylanibacterium. 


104108 Bacteria_16S 409301 409426 1 118 gi| 265678782 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 429494 429619 1 118 gi| 265678768 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Nesterenkonia. 

104108 Bacteria_16S 435706 435831 1 118 gi| 265678764 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 
putterlickiae Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Kitasatospora. 

104108 Bacteria_16S 446467 446584 4 118 gi| 265678757 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
104108 Bacteria_16S 478442 478492 4 54 gi| 265678732 


brisbanense strai 


brisbanense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
104108 Bacteria_16S 
strain FI-0169 16 


Mycobacterium. 
530572 530622 4 54 gi 
S ribosomal RNA, partial sequence 


n W6743 16S ribosomal RNA, partial sequence 


Actinomyc 


265678698 


530243 53169 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


Mycobacterium avi 
104108 Bacteria_16S 


um complex (MAC). 


553472 553597 1 118 gi 


265678683 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequenc 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 


Streptomycetaceae; 
104108 Bacteria_16S 


Streptomyces. 


561166 561283 4 118 gi 


ludipueritiae strain 170-96 16S ribosomal RNA, partial 


ludipueritiae Bac 


Roseomonas. 


104108 Bacteria_16S 


573258 573308 4 54 gi 


tuberculostearicum strain Medalle X 16S ribosomal RNA, 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Corynebacteriaceae; Corynebacterium. 


104108 Bacteria_16S 


579158 579208 4 54 gi 


glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 


glaucum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


104108 Bacteria_16S 
cangkringensis strain D13P3 16S ribosomal RNA, 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae 
104108 Bacteria_16S 
strain HKI 0120 1 


600138 600263 1 118 gi 


partial 


; Streptomyces. 


635283 635408 1 118 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 
strain HKI 0119 1 


636814 636939 1 118 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 


656461 656586 1 118 gi 


teria; Proteobacteria; Alphaproteobacteria; 


265678678 
sequence 
Rhod 


265678670 


partial se 


265678666 
sequence 


Actinobacteria; Actinobacteridae; Actinomycetal 


265678652 
sequence 
Actino: 


265678627 


6S ribosomal RNA, partial sequence 634924 63640 


ococcineae 
265678626 


6S ribosomal RNA, partial sequence 636453 63793 


ococcineae 


e; Actinomycetales; 


e; Actinomycetales; 


ref|NR_029114.1 
367645 369119 


Streptomyces 
Streptomyces 
Streptomycineae; 


ref|NR_029110.1| Kitasatospora 

373661 375050 Kitasatospora 
etales; Streptomycineae; 
ref|NR_029097.1| Oribacterium sinus 
6 394999 Oribacterium sinus Bacteria; 
ium. 
ref|NR_029094.1| Nocardia 
nce 398145 399618 Nocardia 


nomycetales; Corynebacterineae; 


ref|NR_029089.1| Xylanibacterium ulmi 
3 Xylanibacterium ulmi Bacteria; 
; Promicromonosporaceae; 


ref|NR_029087.1| Streptomyces 
408966 410455 Streptomyces 

tales; Streptomycineae; 

ref|NR_029073.1| Nesterenkonia 
429128 430610 Nesterenkonia 


cetales; Micrococcineae; Micrococcaceae; 
ref|NR_029069.1| Kitasatospora 
435340 436871 Kitasatospora 


Streptomycineae; 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 


raceae; Roseomonas. 
ref |NR_029037.1| Mycobacterium 
478074 479572 Mycobacterium 


etales; Corynebacterineae; 


ref|NR_029003.1 
4 Mycobacterium 


Mycobacterium chimaera 
chimaera Bacteria; 


eae; Mycobacteriaceae; Mycobacterium; 
ref|NR_028988.1| Streptomyces 
e 553128 554608 Streptomyces 
cetales; Streptomycineae; 
ref |NR_028983.1]| Roseomonas 

560822 562307 Roseomonas 


ospirillales; Acetobacteraceae; 
ref|NR_028975.1| Corynebacterium 
quence 572888 574399 Corynebacterium 


tinomycetales; Corynebacterineae; 


ref |NR_028971.1 
578821 580286 


Corynebacterium 
Corynebacterium 


es; Corynebacterineae; 
ref|NR_028957.1| Streptomyces 
599812 601293 Streptomyces 


mycetales; Streptomycineae; 

ref |NR_028932.1| Knoellia subterranea 
2 Knoellia subterranea Bacteria; 

; Intrasporangiaceae; Knoellia. 

ref |NR_028931.1| Knoellia sinensis 

1 Knoellia sinensis Bacteria; 

; Intrasporangiaceae; Knoellia. 


265678612 


ref|NR_028917.1| Streptomyces 


melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 


melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
104108 Bacteria_16S 


strain NGA 16S ri 


Synergistetes; 
104108 Bacteria_16S 


Sy 


strain gM-1 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


104108 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


104108 Bacteria_16S 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 


104108 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


104108 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 


xylanovorans stra 
xylanovorans Bact 


104108 Bacteria_16S 


strain SJ 16S rib 


Proteobacteria; 
104108 Bacteria_16S 


D 


strain IFM 10035 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


strain IFM 0784 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


strain IFM 0575 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


strain IFM 10084 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


strain YZ-96 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


strain IFM 0245 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 


Nocardiaceae; 
104108 Bacteria_16S 


Rho 


strain JCM 4837 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104108 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


104108 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


104108 Bacteria_16S 


str. 


Twist 16S ri 


Bacteria; Actinob 


104108 Bacteria_16S 


Streptomyces. 

676278 676324 1 47 
bosomal RNA, partial sequence 
nergistia; Synergistales; 
712156 712206 4 54 
ibosomal RNA, partial sequence 


713715 713765 4 54 


781728 781853 1 118 


ceae; Xylanimonas. 


786295 786420 1 118 


; Streptomyces. 
880492 880617 1 118 
37 16S ribosomal RNA, partial 


888132 888257 1 118 


909589 909643 2 56 


Firmicutes; Clostridia; 
935945 935999 2 56 
osomal RNA, partial sequence 


eria; 


1038683 1038808 1 118 


1040192 1040317 1 118 


1041730 1041855 1 118 


1043290 1043415 1 118 


1044846 1044971 1 118 
ribosomal RNA, partial sequence 


1052422 1052547 1 118 


1074967 1075092 1 118 


dococcus. 
1085353 1085478 1 


118 


1133812 1133862 4 54 


e; Corynebacterium. 

1271361 1271415 2 
1 RNA partial sequence 
ia; Desulfobacterales; 
1316596 1316646 4 54 
bosomal RNA, partial sequence 


56 


1339504 1339621 4 118 


gi 


265678598 


675861 67745 


Synergistace 


gi 


ae; Anaero 
265678574 


711792 71330 


gi 


E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


gi 


ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


gi 


sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
Saccharopolyspora. 
104108 Bacteria_16S 
in HESP1 16S ribosomal RNA, partial se 
Clostrid 


gi 


gi 


nebacterin 
265678573 
ce 71335 
ales; Cory 


265678524 
sequence 
dae; Actin 


265678521 
quence 
e; Actinom 


265678458 

88012 
ales; Pseu 
265678452 
nce 88778 
ales; Pseu 


265678438 
quence 

iales; Clo 
265678421 


935581 93704 


eltaproteobacteria; Bdellovibrionales; 


gi 


gi 


gi 


gi 


gi 


Bacteriov 
265678352 


16S ribosomal RNA, partial sequence 1038318 10398 


nebacterin 
265678351 


6S ribosomal RNA, partial sequence 1039882 10413 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


nebacterin 
265678348 


1044481 10459 


gi 


gi 


ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


gi 


Stre 
gi 


CECT 5990 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


gi 


nebacterin 
265678342 


6S ribosomal RNA, partial sequence 1052113 10535 


nebacterin 
265678327 
uence 

e; Actinom 


265678319 


6S ribosomal RNA, partial sequence 1085003 10864 


ptomycinea 
253680767 
equence 


219846399 


1271016 1272493 Desul 
Desulfobacterac 


eae; Desul 
228715851 


1316224 13177 


acteria; Actinobacteridae; Actinomycet 


ales; Micr 


gi 


ref 


6 Anaerobaculum 


bacu 
ref 


8 Mycobacterium 


eae; 
ref 


9 714869 Mycoba 


neba 


ref 


781358 78287 


omyc 


ref 


785920 78741 


ycet 


ref 


9 881579 Lentz 


dono 


ref 


3 889225 Saccha 


dono 


ref 


909211 91074 


stri 
ref 


4 Bacteriovorax 


orac 
ref 


s 
NR_028903.1 


lum. 
NR_028879.1 


Mycobacteri 
NR_028878.1 
cterineae; M 
NR_028828.1 
5 
etales; Micr 
NR_028825.1 
8 
ales; Strept 
NR_028760.1 
e 
cardineae; A 
NR_028754.1 


cardineae; P 
NR_028740.1 
3 
diaceae; Clo 
NR_028723.1 


aceae; Bacte 
NR_028654.1 


treptomycineae; 


Anaerobaculum mobile 
mobile Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Streptomyces 
Streptomyces 
omycineae; 


Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Clostridium 
Clostridium 
stridium. 
Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


eae; 
ref 


Nocardiacea 
NR_028653.1 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


eae; 
ref 


Nocardiacea 
NR_028652.1 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


eae; 
ref 


Nocardiacea 
NR_028651.1 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


eae; 
ref 


Nocardiacea 
NR_028650.1 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


eae; 
ref 


Nocardiacea 
NR_028644.1 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


eae; 
ref 


ycet 


ref 


81 Streptomyces 


e; S 
ref 


ales 


ref 
fone 
fone 

ref 


1074605 10759 


133500 11348 


Nocardiacea 
NR_028629.1 
3 
ales; Coryne 
NR_028621.1 


treptomyceta 
NR_028015.1 
8 
; Corynebact 


NR_025990.1 
ma magnum Ba 
ma. 
NR_027540.1 


e; Nocardia. 

Rhodococcus 
5 Rhodococcus 
bacterineae; 


Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Corynebacterium 

1 Corynebacterium 

erineae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


ococ 


228721340 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 


ref 


cineae; Trop 


heryma. 


NR_027605.1 


Magnetospirillum 


1339181 1340623 Magnetospirillum 


104108 Bacteria_16S 1425658 1425783 1 118 gi 
violaceolatus strain DSM 40438 16S ribosomal RNA, parti 
violaceolatus Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 1427223 1427348 1 118 gi 
coelescens strain AS 4.1594 16S ribosomal RNA, partial 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 1450256 1450306 4 54 gi 
spheniscorum strain PG 39 16S ribosomal RNA, partial se 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae 
Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 1472862 1472904 76 
AMMD 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
complex. 
104108 Bacteria_16S 1475814 1475864 4 54 gi 
subsp. avium strain DSM 44156 16S ribosomal RNA, partia 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium co 
104108 Bacteria_16S 1498642 1498755 8 118 gi 
51271 16S ribosomal RNA, complete sequence 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
104108 Bacteria_16S 1537789 15379141 118 gi 
espanaensis strain NRRL 15764 16S ribosomal RNA, partia 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Saccharothrix. 
104108 Bacteria_16S 1555902 1556027 1 118 gi 
paranensis strain HKI 0190 16S ribosomal RNA, partial s 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 
104108 Bacteria_16S 1557396 15575211 118 gi 
terrestris strain HKI 0186 16S ribosomal RNA, partial s 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 
104108 Bacteria_16S 1558890 15590151 118 gi 
gansuensis strain HKI 0314 16S ribosomal RNA, partial s 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 
104108 Bacteria_16S 1573876 1574001 1 
strain MK27-91F2 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
104108 Bacteria_16S 1589186 15893111 118 gi 
strain DSM 40258 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
104108 Bacteria_16S 1590734 1590859 1 118 gi 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 1596923 1597048 1 
strain DSM 43049 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
104108 Bacteria_16S 1598471 1598596 1 118 gi 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 1600019 1600144 1 
strain DSM 40597 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
104108 Bacteria_16S 1601567 1601692 1 118 gi 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


al 
e; 


se 
Ac 


qu 


’ 


118 gi 
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1 
7 


c 


1 


eq 
Ac 


eq 
Ac 


eq 
Ac 


118 gi 


do 


pt 


118 gi 
pt 


p 
te 


118 gi 


pt 


RN. 


Streptomycineae; Streptomycetaceae; Streptomyces. 


104108 Bacteria_16S 1709664 1709714 4 54 gi 


atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

104108 Bacteria_16S 1770429 1770479 4 54 gi|219878357|ref|NR_025496.1 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequ 


224581441 


224581440 


224581420 


224581402 
1472412 1473865 Burkh 
rkholderia 
19878445 
mp 
219846656 
1498269 1499735 Caton 
219857377 


Actinomyc 


219846194 


219846193 


219846192 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 


219878484 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 


219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 


219878477 


219878401 


ref |NR_027223.1 
uence 1425302 142681 
inomycetales; Strept 


seq 
Act 


ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


quen 
tino 


ce 
myce 


ref|NR_027201.1 
1449903 145131 
cetales; Coryneb 


ence 


Actinomy 


ref 
olde 
ceae 


NR_024882.1 
ria ambifari 
Burkholder 


, 


ref|NR_025584.1 
1475465 147693 
cetales; Coryneb 
hi 
ref 
ella 
atonella. 
ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


sequence 
Actinomy 
lex (MAC 
NR_026248.1 
morbi ATCC 


sequence 


ref|NR_025784.1 
1555586 155703 
tales; Streptomy 


uence 
tinomyce 


ref|NR_025783.1 
1557082 155852 
tales; Streptomy 


uence 
tinomyce 


ref|NR_025782.1 
1558576 156000 
tales; Streptomy 


uence 
tinomyce 


ref |NR_024687.1 


nocardineae; Actinosynne 
ref|NR_025624.1 
40 Streptomyces 
e; Streptomyceta 
ref|NR_025623.1 

1590391 159188 
cetales; Strepto: 


omycinea 


sequence 
Actinomy 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
artial sequence 159812 
ridae; Actinomycetales; 


omycinea 


ref |NR_025617.1 


omycineae; S 
ref 
als 


treptomyceta 
NR_025616.1 


A, parti equence 


ref|NR_025540.1 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Catonella morbi ATCC 
51271 Bacteria; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 


cineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


73 Streptomyces violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


ence 1770072 177148 


Corynebacterium 
6 Corynebacterium 


felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


104108 Bacteria_16S 
strain ISP 5293 1 


1771851 1771976 1 


118 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104108 Bacteria_16S 1773349 1773474 1 
roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 1799078 1799203 1 
gandavensis strai 
gandavensis Bacte 
Arthrobacter. 
104108 Bacteria_16S 
testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


1858569 1858619 4 


e; Corynebacterium. 


118 


118 


54 


gi 


Stre 


gi 


rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 


gi 


n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


gi 


in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


219878355 


6S ribosomal RNA, partial sequence 1771537 17729 
omycinea 


pt 

219878354 
al 
ae 


v 


219878336 
quence 


219878295 
al 


, 


sequenc 
Actino: 


Actinomyc 


sequenc 
Actinomy 


ref 


e; S 
ref 


myce 
ref 
etal 


ref 


83 Streptomyces 


e 1773034 17744 


1798724 18001 


e 1858220 18597 
ceta 


NR_025494.1 


treptomyceta 
NR_025493.1 
8 
tales; Strep 
NR_025475.1 
6 
es; Micrococ 
NR_025434.1 
0 
b 


les; Coryne 


104108 Bacteria_16S 
radicidentis stra 
radicidentis Bact 


Actinomycetaceae; 


104108 Bacteria_16S 


strain CF-25 16S 


1931723 1931773 4 54 gi 


Actinomyces. 
1957429 1957554 1 118 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


104108 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


104108 Bacteria_16S 


strain DSM 43030 


Actinobacteria; Actinoba 
104108 Bacteria_16S 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


104108 Bacteria_16S 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


104108 Bacteria_16S 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


104108 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


104108 Bacteria_16S 


strain ATCC 51384 


Actinobacteria; Actinoba 
104108 Bacteria_16S 


strain ATCC 927 1 


Actinobacteria; Actinoba 
104108 Bacteria_16S 


strain PK-Blue 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_16S 


strain NRCM 00-25 


1978708 1978762 2 56 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2053798 2053923 1 118 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
2110180 2110305 1 
16S rib 


’ 


118 gi 
cteridae; Actinomycetales; Stre 
2111719 2111769 4 54 gi 
6482 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2128391 2128441 4 54 gi 
ATCC 25420 16S ribosomal RNA, partial 
a; Acti 
Mycobacterium; Mycobacterium tubercul 
2129872 2129922 4 54 gi 
in ATCC 19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
2134391 2134441 4 54 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2135920 2135970 4 54 gi 
16S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
2164583 2164633 4 54 gi 
6S ribo 
cteridae; Actinomycetales; Cory 
2167646 21677711 118 gi 
S ribosomal RNA, partial sequence 


Stre 
2217621 2217671 4 54 gi 
5 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


104108 Bacteria_16S 


thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 


104108 Bacteria_16S 


2223587 2223633 1 47 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
r 

2235862 2235908 1 47 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


2247986 22481111 118 gi 


in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


al 


’ 


oc 


ac 


al 
e; 


pt 


nc 
al 


se 


nobacteria; Actinobacteridae; Act 


os 
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te 
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219857 
219857 
somal RNA, partial sequence 2164214 21657 


219857 
2167280 21687 


219878240 
sequenc 
Actinomy 


219878223 
1957067 19585 
occineae 
219878209 


19783 
terales; 


219878155 


sequenc 


219873436 
osomal RNA, partial sequence 2109822 21113 
omycinea 
219857660 


e 21113 


es; 


219857649 


quence 


is compl 


219857648 


sequenc 


219857645 


21340 
es; Cory 
644 
21355 
bacterin 
625 


bacterin 
623 


omycinea 


219857587 


22172 
bacterin 


219857583 


ce 22232 
riales; 


219857575 


ence 


ia; Desu 


219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


Actinomycet 


Cory 


inomycet 


Actinomy 


ref|NR_025379.1 
e 1931360 193276 
cetales; Actino 


ref |NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025294.1 
e 2053442 205491 
ales; Strept 


ref|NR_025250.1 
30 Streptomyces 
e; Streptomyceta 
ref |NR_025249.1 
81 2112761 Mycoba 
nebacterineae; M 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref|NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


v 


ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025212.1 
69 Streptomyces 
e; Streptomyceta 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Arthrobacter luteolus 


luteolus Bacteria; 


’ 


Arthrobacter. 

Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Streptomyces 

9 Streptomyces 

omycineae; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


lfovibriona 


ref|NR_025155.1 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


2247616 224914 
Strept 


Streptomyces 
2 Streptomyces 
omycineae; 


104108 Bacteria_16S 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial 


yunnanensis Bacte 
Streptomycetaceae; 
104108 Bacteria_16S 
strain FI-13295 1 


104108 Bacteria_16S 
strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


strain DNP505 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


104108 Bacteria_16S 
pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 
104108 Bacteria_16S 
yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae; 
104108 Bacteria_16S 

albus strain JL 83 16 
Bacteria; Actinob 
Streptacidiphilus. 
104108 Bacteria_16S 

carbonis strain JL 41 
Bacteria; Actinob 
Streptacidiphilus. 
104108 Bacteria_16S 
thomssenii strain 
thomssenii Bacter 


DSM 


2257174 2257299 1 


2327160 2327210 4 


2383086 23832111 


92 16S ribosomal RNA, partial 


2437863 2437988 1 


2496651 2496776 1 


2513437 2513562 1 


2517948 2518073 1 


2552217 2552342 1 
S ribosomal RNA, 


2553778 2553903 1 
5 16S ribosomal RNA, 


2655021 2655071 4 


Corynebacteriaceae; Corynebacterium. 


104108 Bacteria_16S 
strain K97-0003 1 


104108 Bacteria_16S 
venezuelae strain 
venezuelae Bacter 
Streptomycetaceae; St 
104108 Bacteria_16S 

strain JCM 9920 1 


104108 Bacteria_16S 
strain JCM 4662 1 


104108 Bacteria_16S 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


kasugaensis Bacte 
Streptomycetaceae; St 
104108 Bacteria_16S 

strain IMC S-0802 


104108 Bacteria_16S 
thermovulgaris st 


Streptomycetaceae; St 
104108 Bacteria_16S 

wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rhodoco 
104108 Bacteria_16S 

strain IFO 15059 


104108 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
104108 Bacteria_16S 


2724105 2724155 4 


2771951 2772076 1 


reptomyces. 
2773486 2773611 1 


2775024 2775149 1 


2830743 2830868 1 


reptomyces. 
2832281 2832406 1 


2980390 2980440 4 


reptomyces. 
2986500 2986625 1 


ccus. 
2988025 2988075 4 


3019830 3019880 4 


ribosomal RNA, partial sequence 


Deinococci; Thermales; 
3104445 31045701 


complete 
acteria; Actinobacteridae; Actinomycet 


ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


118 gi|219857561|ref|NR_025149.1 
sequence 2256827 225829 
Actinomycetales; 

54 gi|219857511|ref|NR_025099.1 

77 Mycobacterium 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


Mycobacterium doricum 
doricum Bacteria; 


nebacterineae; Mycobacteriaceae; Mycobacterium. 
118 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
sequence 2382752 2384208 Nocardia abscessus Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 
118 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 


118 gi 


118 gi 


VPCX2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


118 gi 


in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


118 gi 


118 gi 


54 gi 


44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


54 gi 


6S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


118 gi 


JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 


118 gi 


6S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


118 gi 


118 gi 


118 gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


54 gi 


118 gi 


train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteridae; 


54 gi 


54 gi 


Thermaceae; 
118 gi 


strain ATCC 25470 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


sequence 


219857385 


2496307 24977 


219857368 
ales; 
219857365 
equence 

219857342 
al 


es; 


219857341 


complete sequence 25534 
acteria; Actinobacteridae; Actinomycet 


ales; 


219857221 
sequence 


Ac 


219857172 
219857136 
equence 


Ac 


219857135 


219857133 


6S ribosomal RNA, partial sequence 2774670 27761 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


219856903 
equence 


219856902 


219846936 


rain R10 16S ribosomal RNA, partial sequence 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 


219846932 


219846931 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846910 


3019481 30209 


Thermus. 
219846852 


25130 
Micrococ 


Actinomyceta 


25518 
Streptomycineae; 


Streptomycineae; 


tinomycetale 


252 


tinomycetale 


746 
Streptomycineae; 


Actinomyc 


28319 
Streptomycineae; 


Actinomycetales; 


artial sequenc 
Actinomyc 


Nocardiace 
ref |NR_024973.1 
Nocardiace 
ref |NR_024956.1 
cineae; 


ref|NR_024953.1 
2517611 251909 
les; Strepto: 


ref |NR_024930.1 
53 2553362 Strept 
Str 


ref|NR_024929.1 
13 2554923 Strept 
Str 


ref |NR_024849.1 

2654667 265613 
s; Corynebac 
ref|NR_024800.1 
neae; Micromonos 
ref|NR_024764.1 

2771601 277308 
s; Streptomy 


ref|NR_024763.1 
19 Streptomyces 
Streptomyceta 
ref|NR_024761.1 
57 Streptomyces 
Streptomyceta 
ref|NR_024724.1 
2830390 283187 
etales; 


ref|NR_024723.1 
28 2833415 Strept 
Streptomyceta 
ref|NR_026528.1 
2980041 298152 
Strep 


ref |NR_026524.1 
e 298615 
etales; Cory 
ref |NR_026523.1 
Gordoniacea 


ref |NR_026502.1 


ae; 


ae; 


44 Nocardia beijingensis Bacteria; 
nebacterineae; 


Nocardia. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


Rhodococcus. 
Xylanimicrobium 


94 2514560 Xylanimicrobium pachnodae 
Promicromonosporaceae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Corynebacterium 
8 Corynebacterium 


terineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Streptomyces 

3 Streptomyces 

cineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 
tomycineae; 


Rhodococcus 
6 2987629 Rhodococcus 


nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


ref|NR_026444.1 


Streptomyces lydicus 


3104098 3105578 Streptomyces lydicus Bacteria; 


Streptomycineae; 


Streptomycetaceae; 


Streptomyces. 


104108 Bacteria_16S 3119564 3119614 4 54 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104108 Bacteria_16S 3152585 3152710 1 118 gi|219846820|ref|NR_026412.1| Terracoccus luteus 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; In 
104108 Bacteria_16S 3178560 3178610 4 54 gi|219846802 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacteriaceae; Corynebacterium. 

104108 Bacteria_16S 3199974 3200024 4 54 gi 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, par 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Acti 
Corynebacteriaceae; Corynebacterium. 

104108 Bacteria_16S 3207403 3207453 4 54 gi 
sundsvallense strain CCUG 36622 16S ribosomal RNA, part 
sundsvallense Bacteria; Actinobacteria; Actinobacterida 
Corynebacteriaceae; Corynebacterium. 

104108 Bacteria_16S 3214900 3214950 4 54 gi 
imitans strain 2023 16S ribosomal RNA, partial sequence 


trasporangia 
ref |NR_026394.1 

3178210 317953 
ales; Corynebact 


ceae; Terracoccus. 

Corynebacterium 
2 Corynebacterium 
erineae; 


, 


219846788 
tial seque 
nobacterid 


ref 
nce 
ae; 


NR_026380.1 
319961 
Actinomyceta 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


219846783 |ref|NR_026375.1 
ial sequence 3207052 320851 
e; Actinomycetales; Coryne 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


219846777 
32145 


ref|NR_026369.1 
49 3216020 Coryne 


Corynebacterium 
bacterium imitans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

104108 Bacteria_16S 3224057 3224107 4 54 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

104108 Bacteria_16S 3225499 3225624 1 118 gi|219846770|ref|NR_026362.1| Janibacter limosus 


strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 3226621 Janibacter limosus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
104108 Bacteria_16S 3242240 3242286 1 47 gi|219846759|ref|NR_026351.1| Desulfovibrio 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

104108 Bacteria_16S 3330175 3330300 1 118 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
104108 Bacteria_16S 3354503 3354628 1 118 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

104108 Bacteria_16S 3357626 3357751 1 118 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

104108 Bacteria_16S 3359190 33593151 118 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

104108 Bacteria_16S 3395532 3395657 1 118 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

104108 Bacteria_16S 3430141 3430191 4 54 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104108 Bacteria_16S 3431525 3431575 4 54 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104108 Bacteria_16S 3432974 3433024 4 54 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

104108 Bacteria_16S 3434332 3434382 4 54 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104108 Bacteria_16S 3447801 3447926 1 118 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 


104108 Bacteria_ 
strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 
104108 Bacteria_ 
strain DSM 20550 


16S ribosomal RNA, partial sequence 3455187 34566 


16S 3449368 3449493 1 118 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
acteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 

16S 3455550 3455600 4 54 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 


68 Arthrobacter agilis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
104108 Bacteria_16S 3467713 3467838 1 118 gi| 219846597 |ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

104108 Bacteria_16S 3472267 3472392 1 118 gi|219846594|ref|NR_026186.1]| Rhodococcus opacus 


strain DSM 43205 


16S ribosomal RNA, partial sequence 3471913 34733 


93 Rhodococcus opacus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
104108 Bacteria_16S 3484347 3484472 1 118 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_16S 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
104108 Bacteria_16S 
strain 234/92 16S 
Actinobacteria; Actinobacteridae; 
104108 Bacteria_16S 


hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 


104108 Bacteria_16S 


subsp. paratuberc 


avium subsp. para 
Corynebacterineae 
104108 Bacteria_16S 


strain ATCC 35799 


Stre 
3490543 3490668 1 118 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3571206 3571256 4 54 
ribosomal RNA, partial sequence 
Bifidobacteriales; Tu 
3607844 3607894 4 54 gi 
ATCC 9874 16S ribosomal RNA, partial s 


v 


gi 


ri 


Mycobacterium. 

3622560 3622610 4 54 gi 

ulosis strain 5617 16S ribosomal RNA, 

tuberculosis Bacteria; Actinobacteria; 

; Mycobacteriaceae; Mycobacterium; Myc 
3625606 3625656 4 54 gi 

16S ribosomal RNA, complete sequence 


pt 

219846582 
se 
Ac 


219846528 
3570843 35723 


219846500 
eq 
a; Actinobacteria; Actinobacteridae; Act 


219846490 
pa 
Actinobac 
ob 
219846488 


omycineae; Streptomyceta 
ref|NR_026174.1 
3490176 349169 


tales; Streptomy 


ceae; Streptomyces. 
Streptomyces 

3 Streptomyces 

cineae; 


quence 
tinomyce 


ref|NR_026120.1| Turicella otitidis 
03 Turicella otitidis Bacteria; 
cella. 
ref|NR_026092.1 
3607525 360892 


ales; Corynebact 


Mycobacterium 
0 Mycobacterium 
erineae; 


uence 
inomycet 


ref 
quen 
teri 


NR_026082.1| Mycobacterium avium 
ce 3622221 3623683 Mycobacterium 
dae; Actinomycetales; 

acterium avium complex (MAC). 

ref|NR_026080.1| Mycobacterium szulgai 
68 3626729 Mycobacterium szulgai 


rtial se 


36252 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

104108 Bacteria_16S 3637899 3638024 1 118 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 3641020 3641145 1 118 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

104108 Bacteria_16S 3642545 3642591 1 47 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

104108 Bacteria_16S 3644077 3644202 1 ig gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
104108 Bacteria_16S 3663944 3663994 4 54 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104108 Bacteria_16S 3767304 3767350 1 47 gi|219846386|ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

104108 Bacteria_16S 3878030 3878080 4 54 gi|219846310|ref|NR_025900.1| Thermus aquaticus 


strain YT-1 16S r 


Deinococcus-Thermus; 
104108 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


104108 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_16S 


strain ATCC 25495 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


ibosomal RNA, partial sequence 

Deinococci; Thermales; 
3879575 3879629 2 

S ribosomal RNA, 

ridia; Clostridiales; 

3919161 3919286 1 

16S ribosomal RNA, 


Thermaceae; T 


56 gi 
Clostridiaceae; Ca 
118 gi 
complete sequence 


Strept 


3877677 38791 


219846309 
complete sequence 3879197 38807 


219846281 


46 Thermus aquaticus Bacteria; 
hermus. 
ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 

r. 
ref|NR_025871.1 
87 3920316 Strept 


loramato 
Streptomyces tendae 
omyces tendae Bacteria; 
e; Streptomycetaceae; Streptomyces. 


39187 
omycinea 


3920742 3920867 1 
16S ribosomal RNA, 


118 gi 
complete sequence 


219846280 


ref|NR_025870.1| Streptomyces sampsonii 
3920367 3921897 Streptomyces sampsonii 
Streptomycineae; Streptomycetaceae; 


104108 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, complete 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
104108 Bacteria_16S 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
104108 Bacteria_16S 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actin 
Streptomyces. 


Streptomycetaceae; 
104108 Bacteria_16S 


strain RL-34 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104108 Bacteria_16S 
strain NCIMB 1176 
Bacteria; 
104108 Bacteria_16S 
strain CM2104 16S 


104108 Bacteria_16S 
strain HY-35-12 1 
Firmicutes; 
104108 Bacteria_16S 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
104108 Bacteria_16S 
strain AS 4.1860 


104108 Bacteria_16S 
strain CPJVR-H 16 


104108 Bacteria_16S 


strain CA15-8 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


104108 Bacteria_16S 


olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
104108 Bacteria_16S 
strain B7319 16S 


104108 Bacteria_16S 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
104108 Bacteria_16S 


Clostridia; 
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2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
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ribosomal RNA, partial sequence 
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6S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 


Clostridiales; 


4062836 4062886 4 54 


4074941 4075066 1 11 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


4126428 4126553 1 11 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4199913 4200038 1 Lt 


4201396 4201521 1 11 


4202894 4203019 1 11 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4204442 4204567 1 11 


4233298 4233348 4 54 


strain M175 16S ribosomal RNA, partial sequence 


104108 Bacteria_16S 


aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 


aespoeensis Bacteria; 
Desulfovibrio. 
104108 Bacteria_16S 
G33 16S ribosomal 
Actinobacteridae; 
104108 Bacteria_16S 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 
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Arthrobacter. 
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Nocardiacea 
NR_025722.1 


treptomyceta 
NR_025665.1 
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africanus Bacteria; 


ceae; Streptomyces. 
Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Streptomyces 

2 4202529 Streptomyces 

eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 

ycineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Desulfovibrio 

Desulfovibrio 
sulfovibrionaceae; 


Kocuria varians strain 
ria; Actinobacteria; 


Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Kineococcus 
Kineococcus 
riineae; 


Myceligenerans 
Myceligenerans 
cineae; 


NR_029020.1 
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104108 Bacteria_16S 
strain CR 16S ribosomal RNA, partial sequence 
Proteobacteria; 
104108 Bacteria_16S 
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104108 Bacteria_16S 
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1120238 1120275 1 38 gi 


Proteobacteria; Deltaproteobacteria; My 


1147462 1147515 1 54 gi 


1191302 1191355 1 54 

ribosomal RNA, partial sequence 
Hydrogenothermaceae; 

1221508 1221561 1 


gi 


Persephone 
54 gi 


1247298 1247359 1 62 gi 


1268340 1268377 1 38 gi 


Proteobacteria; Deltaproteobac 


1328813 1328866 1 54 gi 
Clostridia; Clostridiales; Veillo 
1335013 1335066 1 54 gi 


Thermotogaceae; Petrotoga. 

1398421 1398450 1 30 gi 
T-27 16S ribosomal RNA, partial seque 
Gemmatimonadales; Gemmatimo 


265678694 


536318 53780 


tiliaceae; 
265678653 


598291 59976 
ptomycineae; S 


265678630 
e 63034 
ales; 
265678623 
sequence 


265678610 


657665 65912 
Anaerostipes. 


265678532 


770475 77198 
seudomonadacea 


265678478 
1 sequence 


265678477 
quence 
ria; Desul 


265678440 
al sequenc 


eria; Desu 


265678430 


921679 92319 


265678429 
nce 92324 
acterales; 
265678325 


1075986 10774 


ococcineae 

228716127 
11198 

xococcales 


253680758 
11471 

nebacterin 

228715750 


1190944 11924 


lla. 
219878356 


1221167 12226 


ococcineae 
219857449 
equence 
hlamydiace 
219846421 
equence 


teria; Des 


219846090 
13284 

nellaceae; 

228721489 


1334683 13361 


228715357 
nce 13980 
nadaceae; 


1460666 1460719 1 54 gi 


224581412 


Micrococ 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
foba 

ref 
lfob 


ref 


ref 


Des 
ref 


7 Ra 
ref 


; Cy 
ref 
eae; 
ref 
ref 


; Be 
ref 


ae; 
ref 


ulfu 
ref 
Dia 
ref 
ref 


Gemm 


2 Caminibacter 
Caminibacter. 
1 Streptomyces 
9 631823 Kytoco 
Dermacoccaceae; 
641107 642573 


Actinomyce 


0 Anaerostipes 


851409 852783 


e; Actinomycet 


852834 854357 


e 906169 907666 


8 Desulfofrigus 
Desulfobacter 


9 924771 Desulf 


56 1121404 Anaero 


15 1148603 Nocard 


06 Persephonella 


1246931 124845 


1267974 126947 


39 1329962 Dialis 


84 1399529 Gemmat 


NR_028999.1 


NR_028958.1 


treptomyceta 
NR_028935.1 


cineae; 
NR_028928.1 
tales; Micro 


NR_028915.1 


NR_028836.1 


e; Cellvibri 
NR_028781.1 


ales; Kineos 
NR_028780.1 
cterales; De 
NR_028742.1 
acterales; D 


NR_028732.1 


aceae; Desul 
NR_028731.1 


ulfobacterac 
NR_028627.1 


robacteracea 
NR_027547.1 


stobacterine 
NR_028006.1 


Nocardiacea 
NR_027538.1 


NR_025495.1 


utenbergiace 
NR_025037.1 


Neochlamydia 
NR_026012.1 


romonadales; 
NR_025680.1 
lister. 
NR_027612.1 
NR_027529.1 


atimonas. 


ref 


Caminibacter profundus 


profundus Bacteria; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Anaerostipes caccae 


caccae Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Kineococcus 
Kineococcus 
poriineae; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 

Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Persephonella marina 
marina EX-H1 Bacteria; 


Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Neochlamydia 

9 Neochlamydia 
Desulfuromonas 

5 Desulfuromonas 
Desulfuromonadaceae; 


Dialister invisus DSM 
ter invisus DSM 15470 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Gemmatimonas 
imonas aurantiaca T-27 


NR_027193.1 


Kocuria carniphila 


1460297 1461811 Kocuria carniphila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


104108 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


104108 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


104108 Bacteria_16S 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


104108 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


104108 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


104108 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


104108 Bacteria_16S 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
104108 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


104108 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


104108 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


104108 Bacteria_16S 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


104108 Bacteria_16S 


strain T1-X7 16S 
Actinobacteria; A 


104108 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 
Micrococcaceae; A 


104108 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


104108 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


104108 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


104108 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


104108 Bacteria_16S 


strain AAO8 16S r 
Proteobacteria; A 


104108 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


104108 Bacteria_16S 


S60-1 16S ribosom 
Alphaproteobacter 


1755370 1755431 1 62 gi 


ammaproteobacteria; Oceanospirillales; H 
1895530 1895579 7 56 gi 
eltaproteobacteria; Desulfobacterales; D 
1900139 1900192 1 54 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

1910217 1910270 1 54 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1916290 1916343 1 54 gi 
16S ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
1937708 1937832 2 118 gi 
n CF 62 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1951524 1951577 1 54 gi 
16S ribosomal RNA, partial sequence 


se 
Ac 


e; 


ue 


v 


no 
1986568 1986605 1 38 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 

2182827 2182880 1 54 gi 
ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

2231265 2231318 1 54 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 

2246409 2246462 1 54 gi 
ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

2492269 2492322 1 54 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2516461 2516514 1 54 gi 
strain A-6 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

2598465 2598518 1 


se 
ia 


qu 
e; 


nc 
Pe 


ue 
e; 
v 


gi 
oc 


se 
id 


54 gi 


ridia; Clostridiales; Peptococcaceae; De 
2613848 2613893 2 47 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2666921 2666970 5 54 gi 

43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


’ 


en 
al 
2668435 2668464 1 30 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 

2709036 2709156 1 118 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2719514 2719567 1 54 gi 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 

2809640 2809760 1 
al RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae 


ue 
in 


gi 
Ac 


al 
ae 


118 gi 


, 


104108 Bacteria_16S 


2823190 2823243 1 54 gi 


ia 


219878369 
6S ribosomal RNA, partial sequence 1755010 17565 
alomonad 
219878267 
6S ribosomal RNA, partial sequence 1895145 18966 
esulfoba 
219878263 


quence 


219878256 
1 sequen 
Actinomycet 


219878250 


19159 


219878236 


nce 


Actinomyc 


219878227 


19511 


quence 


v 


219857611 


ence 


219857578 


e 22309 
rsephone 


219857568 


nce 


219857388 
2491905 24933 


occineae 


219857366 


quence 
ae; Acti 


219857269 
16S ribosomal RNA, partial sequence 2598095 25994 
sulfotomacul 
219857256 
2613469 26150 
Desulfov 
219857212 


ce 26665 
es; Pseu 


219857211 


nce 
omycetal 


219857182 
2708714 27101 


etobacte 


219857175 


sequenc 
Actino: 


’ 


219857110 
2809318 2810728 Asaia 


Asaia. 


219856908 


subterraneus strain HGP1 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 


tinomyce 


mycineae 
219878204 


Myxoco 


Actinomycet 


Actinomycet 


ref|NR_025508.1 
aceae; Halomona 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025402.1 

1899804 190110 
tales; Micrococc 


ref|NR_025395.1 
ce 1909867 191128 
ales; Actino 


ref|NR_025389.1 
11 1917433 Thermo 


ref |NR_025375.1 
1937348 193875 
etales; Micrococ 


ref |NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref |NR_025343.1 

1986193 198770 
ccales; Cystobac 
ref|NR_025200.1 
182453 218387 
ales; Actino 


ND 


ref|NR_025166.1 
13 2232371 Persep 
tla. 
ref|NR_025156.1 

2246040 224756 
ales; Strept 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024954.1 

2516115 251756 
nomycetales; Mic 


ref |NR_024900.1 
um. 

ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


NR_024839.1 

2668117 266958 
es; Pseudonocard 
ref|NR_024810.1 
raceae; Asaia. 
ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


ref 
sia 


NR_024738.1 
mensis Bacte 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
s. 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Thermosipho geolei 
sipho geolei Bacteria; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Cystobacter 

9 Cystobacter 

terineae; 


Actinomyces 
7 Actinomyces 
mycineae; 


Persephonella 
honella guaymasensis 


Streptomyces 
5 Streptomyces 


omycineae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Arthrobacter 

0 Arthrobacter 

rococcineae; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


ineae; 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Nocardia 
4 Nocardia 
ebacterineae; 


Asaia siamensis strain 
ria; Proteobacteria; 


ref |NR_024729.1 
2822817 282431 


Hydrogenobacter 
3 Hydrogenobacter 


104108 Bacteria_16S 
strain 71 16S rib 


2824686 2824806 1 


osomal RNA, partial sequence 


118 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


104108 Bacteria_16S 
strain IHB1 16S r 
Thermotogae; 
104108 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
104108 Bacteria_16S 
hortensis strain 
hortensis Bacteri 
Intrasporangiaceae; 
104108 Bacteria_16S 
strain TA68 16S r 


104108 Bacteria_16S 
strain TAGA27 16S 


104108 Bacteria_16S 
sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 
104108 Bacteria_16S 
thiophila strain 
Bacteria; Proteob 
104108 Bacteria_16S 
platensis strain 
Bacteria; Firmicutes; 
104108 Bacteria_16S 

aeronauticum stra 
aeronauticum Bacteria; 
104108 Bacteria_16S 

strain Z-7692 16S 
Spirochaetes; Spi 
104108 Bacteria_16S 
strain Z-7591 16S 
Spirochaetes; Spi 
104108 Bacteria_16S 
strain M17C 16S r 


ria; 


104108 Bacteria_16S 
frateurii strain 
frateurii Bacteri 
Gluconobacter. 

104108 Bacteria_16S 
strain DSM 9442 1 
Thermotogae; 
104108 Bacteria_16S 
nicotinovorans st 
nicotinovorans Ba 


Thermotogales; 


2827724 2827777 1 


ibosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


3027394 3027447 1 


Firmicutes; 
3045714 3045767 1 


3092385 3092438 1 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3093903 3093956 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3135917 3135958 2 
Proteobacteria; 


3160344 3160381 1 


3219510 3219562 1 


Clostridia; 
3246812 3246865 1 


Firmicutes; 
3314929 3314966 1 


ribosomal RNA, partial sequence 
rochaetales; 


3317978 3318015 1 


ribosomal RNA, partial sequence 
rochaetales; 


3377427 3377480 1 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3418233 3418353 1 


3450916 3450969 1 


3460104 3460227 4 


rain DSM 420 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacterid 


Micrococcaceae; Arthrobacter. 


104108 Bacteria_16S 
strain DSM 7486 1 


104108 Bacteria_16S 
strain DSM 3503 1 


3514632 3514685 1 


3574204 35743241 


54 gi 


strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; 


HKI 0125 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Ornithinicoccus. 


54 gi|219846905|ref|NR_026497.1 

ial sequence 3027026 302853 

Clostridia; Clostridiales; Peptococcaceae; 
54 gi| 219846891 |ref|NR_026483.1 
quence 3045360 304685 

inomycetales; Micrococci 

54 gi|219846860|ref|NR_026452.1 


54 gi 


43 gi 


n SB164P1 16S ribosomal RNA, partial s 
Deltaproteobacter 


38 gi 


NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 


54 gi 


3R 16S ribosomal RNA, partial sequence 


in DSM 10349 16S ribosomal RNA, partia 


IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


Thermotoga. 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


104108 Bacteria_16S 
thermopalmarium s 
thermopalmarium B 
104108 Bacteria_16S 
strain IFO 14525 


104108 Bacteria_16S 
strain SL1 16S ri 
Thermotogae; 
104108 Bacteria_16S 


AS145 16S ribosomal RNA, partial sequence 
ia; Rickettsiales; Anaplasmataceae; Eh 
4043450 4043475 93 


Alphaproteobacter 
104108 Bacteria_16S 


3583251 3583370 2 


Firmicutes; 


3737493 3737601 14 
16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3777941 3777994 1 


bosomal RNA, partial sequence 
Thermotogales; 


3788424 3788485 1 


Thermotogaceae; 


train BVP 16S ribosomal RNA, partial s 
acteria; 


Micr 


Micr 


219856907 


2824364 28257 
etobacte 


Ac 
219856905 


2827347 28288 


3092041 30935 
ococcineae 


219846859 


3093562 30950 
ococcineae 


219846831 
equence 
ia; 


’ 


219846815 
ce 


219846774 


Thermoanaerobacterales; Thermodesulfobiaceae; C 
54 gi|219846756|ref|NR_026348.1 
1 sequence 3246473 324794 
Clostridia; Clostridiales; Peptococcaceae; Des 
38 gi|219846710|ref|NR_026302.1 
3314589 33160 
Spirochaetaceae; Spirochaeta. 
38 gi|219846708|ref|NR_026300.1 
3317638 33191 
Spirochaetaceae; Spirochaeta. 
54 gi|219846664|ref|NR_026256.1 
3377063 33785 
ococcineae; Dermacoccaceae 
118 gi|219846632|ref|NR_026224.1 
quence 3417892 341936 
; Rhodospirillales; Acetob 
54 gi|219846609|ref|NR_026201.1 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogaceae; 


6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


6S ribosomal RNA, partial sequence 3573863 35753 


stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 


stackebrandtii Bacteria; 


Firmicutes; 


Desulf 


31599 
omonadales; 


32191 


ref |NR_024728.1 


race 
ref 


ae; Asaia. 
NR_024726.1 


7 Mi 
ref 


crococcaceae 
NR_026451.1 
> Mi 
ref 


crococcaceae 
NR_026423.1 
135552 313703 
obacterales; Des 


Ww 


ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026366.1 
55 3220600 Coprot 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Clostridium 

5 Clostridium 
Clostridium. 

Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Ehrlichia muris strain 
ria; Proteobacteria; 


118 gi|219846602|ref|NR_026194.1 

complete sequence 3459743 346121 

ae; Actinomycetales; Micro 

54 gi|219846566|ref|NR_026158.1 

54 Rathayibacter 

ococcineae; Microbacteriac 

118 gi|219846526|ref|NR_026118.1 

38 Gluconobacter 

Acetobacteraceae; Gluconob 

118 gi|219846520|ref|NR_026112.1 

equence 3582883 358438 

Clostridia; Clostridiales; Clostridiaceae; 

118 gi|219846409|ref|NR_026000.1 

Streptosporangineae; Streptosp 

54 gi| 219846378 |ref|NR_025969.1 

3777587 37790 
Thermotoga. 

62 gi|219846371|ref|NR_025962.1 

3788062 3789489 Ehrlichia muris Bacte 
rlichia. 

118 gi|219846191|ref|NR_025781.1 

4042976 404443 

Bacillales; Planococcaceae; Planococcus. 


Planococcus 
9 Planococcus 


104108 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


104108 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


104108 Bacteria_16S 


collagenovorans s 
collagenovorans B 


104108 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


104108 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


104108 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


104108 Bacteria_16S 


proteoclasticum s 
proteoclasticum B 


104108 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


104108 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


104108 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


104108 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


104108 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


104108 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


104108 Bacteria_16S 


col 
Proteobacteria; 


16S ribosomal 
B 


104108 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


104108 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


104108 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


104108 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


104108 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


104108 Bacteria_16S 


strain DSM 20127 
Actinobacteria; A 


104108 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


104108 Bacteria_16S 


19984 20044 1 61 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 
106354 106406 4 56 gi 
Z-7288 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
187170 187289 2 118 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
237781 237841 1 61 gi 


etaproteobacteria; Burkholderiales; Bu 
239330 239390 1 61 gi 

2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 
240916 240976 1 61 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


271065 271113 8 56 
train B316 16S ribosomal RNA, 

acteria; Firmicutes; Clostridia; 
330360 330400 14 54 

ibosomal RNA, partial sequence 

motogales; Thermotogaceae; Geotoga. 
386270 386330 1 61 
03 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; Xanthomo 
390846 390906 1 61 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
588250 588310 1 61 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
892596 892656 1 61 gi 


gi 
complete 
Clost 


gi 


gi 
sequence 


etaproteobacteria; Burkholderiales; Bu 
920519 920559 7 47 gi 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Coriobacte 
Slackia. 

1179266 1179326 1 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1208155 1208199 75 118 gi 
osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacteri 


, 


61 gi 


1372911 13729711 61 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1389513 1389561 8 56 gi 
ain HD 100 16S ribosomal RNA, partial 

00 Bacteria; Proteobacteria; Deltaprot 


gi 


1395479 1395519 14 54 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1491136 1491243 14 118 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1501609 1501649 79 118 gi 
16S ribosomal RNA, complete sequence 

ctinobacteridae; Actinomycetales; Micr 
1522569 1522597 1 29 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
1533263 1533323 1 61 gi 


gi 


1178919 1180416 


1207714 


1372563 


265679050 
sequence 
a; Burkhol 


265678991 
uence 
iales; Hal 
265678938 
quence 
ridiales; 
265678903 


6S ribosomal RNA, partial sequence 237457 23896 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 


240595 24207 


rkholderia 


265678879 
sequence 
ridiales; 

265678840 


329993 33159 


265678797 

38592 
nadales; S 
265678794 
ce 39048 
riales; Bu 
265678660 


587905 58931 


rkholderia 
265678449 


16S ribosomal RNA, partial sequence 892248 89373 


rkholderia 
265678431 
al sequenc 
ridae; Cor 


228717704 
Nitro 
itrosomona 
228715352 
12091 
ales; Cori 
228717983 
13740 
rkholderia 
228716586 
sequence 

eobacteria 


228715882 


1395106 13965 


219846902 
14907 
ostridiace 
219846604 
15011 
ococcineae 
219857543 


1522207 15236 


a. 


ref |NR_029358.1 

19628 21106 
deriales; Burkho 
ref|NR_029299.1 

106000 107471 
obacteroidaceae; 
ref |NR_029246.1 
186799 188298 
Clostridiaceae; 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 


ref |NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


H r 


ref |NR_029185.1 
270671 272189 
Lachnospiraceae; 


a 
ref |NR_029145.1 


ref |NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref|NR_028751.1 
ceae; Pandoraea. 
ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 


ref 
somo 
dace 
ref 


NR_027566.1 
nas eutropha 
ae; Nitrosom 
NR_027524.1 
obacterineae; Co 
ref|NR_027569.1 
50 Burkholderia 
ceae; Burkholder 
ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


’ 


ref|NR_027541.1 


ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref|NR_025131.1 


219857425 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; Bur 


kholderia cepacia complex. 


Burkholderia 
Burkholderia 
lderiaceae; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Clostridium 
Clostridium 
Clostridium. 
Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Clostridium 
Clostridium 
Butyrivibrio. 
Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Burkholderia tropica 


tropica Bacteria; 


ia. 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Slackia 
Slackia 
oriobacterineae; 


Nitrosomonas eutropha 
C91 Bacteria; 

onas. 

Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Clostridium 
idium saccharolyticum 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 

Treponema parvum 


’ 


91 Treponema parvum Bacteria; 


ref |NR_025013.1 
1532915 153432 


Burkholderia 
2 Burkholderia 


104108 Bacteria_16S 
strain JK 615 16S 
Firmicutes; Clost 
104108 Bacteria_16S 
mannitolilytica s 
mannitolilytica B 
Ralstonia. 
104108 Bacteria_16S 
heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 
104108 Bacteria_16S 
strain H-8 16S ri 


104108 Bacteria_16S 
ATCC 700122 16S r 
Actinobacteria; C 
104108 Bacteria_16S 
strain LSv514 16S 
Proteobacteria; D 
104108 Bacteria_16S 
strain A3.12 16S 


ridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

1922446 1922506 1 61 gi| 219878246 |ref|NR_025385.1 
train LMG6866 16S ribosomal RNA, partial sequence 1922112 192356 
acteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 

2090339 2090461 4 118 gi| 219878129 |ref|NR_025268.1 
rain 2554/91 16S ribosomal RNA, partial sequence 2089993 209143 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 

Mycobacterium. 

2153986 2154085 22 118 gi|219857632|ref|NR_025221.1 

bosomal RNA, partial sequence 2153652 21550 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritep 

2519507 2519622 7 118 gi|219857364|ref|NR_024952.1 
ibosomal RNA, partial sequence 2519150 25206 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 

2524040 2524080 7 47 gi|219857361|ref|NR_024949.1 

ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea 
eltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfo 

2533144 2533180 2 38 gi| 219857355 |ref|NR_024943.1 


1732476 1732524 8 


56 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


gi 


219878386 


1732113 17335 


2532800 25342 


ref|NR_025525.1 
87 Butyrivibrio 


Butyrivibrio hungatei 


hungatei Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Mycobacterium 
7 Mycobacterium 


ebacterineae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Desulfotalea arctica 


arctica Bacteria; 


talea. 
Peredibacter starrii 


56 Peredibacter starrii Bacteria; 


Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

104108 Bacteria_16S 2739169 2739197 1 29 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 
104108 Bacteria_16S 2767374 2767497 4 118 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

104108 Bacteria_16S 2904601 2904644 76 118 gi|219856853|ref|NR_024672.1| Thermaerobacter 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 

104108 Bacteria_16S 
strain 7 16S ribo 
Clostridia; Clost 
104108 Bacteria_16S 
guttoideum strain 
guttoideum Bacteria; 
104108 Bacteria_16S 
sibiricus strain 

sibiricus Bacteri 
Sandaracinobacter 
104108 Bacteria_16S 


ria; 


ridiales; 


Firmicutes; Clostridia; 
3032017 3032124 14 


Clostridiaceae; 
3157344 3157451 14 


Firmicutes; Clostridia; 
3196960 3197020 1 


3220996 3221056 1 


118 


118 


61 


61 


n 7p75a 16S ribosomal RNA, partial seque 
Clostridi 


gi 


gi 


DSM 4024 16S ribosomal RNA, partial s 
Clostridia 


gi 


RB16-17 16S ribosomal RNA, partial seque 
a; Proteobacteria; Alphaproteobacteria; 


gi 


nce 


ales; Clos 


219846901 


somal RNA, partial sequence 3031628 3033115 Clost 
Clostridium. 


219846817 
equence 
les; Lachn 
219846790 
nce 


’ 


219846773 


Sphingomonad 


2904128 29056 
tridiales Famil 


1 
y 


ref 
ridi 


NR_026493.1 
um indolis B 


ref|NR_026409.1 

3156952 315844 
ospiraceae. 
ref |NR_026382.1 
196654 319807 
ales; Sphing 


w 


ref|NR_026365.1 


lividum strain DS 
Bacteria; Proteob 


M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


en 
ri 


ce 32206 


ales; Oxalob 


51 3222119 Janth 


£ 
acteraceae; 


104108 Bacteria_16S 
homopropionicum s 
homopropionicum B 
104108 Bacteria_16S 
DSM 316 16S ribos 
Clostridia; Clost 
104108 Bacteria_16S 
strain DSM 286 16 
Firmicutes; Clost 
104108 Bacteria_16S 
thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 

104108 Bacteria_16S 
celerecrescens st 
celerecrescens Ba 
104108 Bacteria_16S 
acrylicus strain 
Bacteria; Proteob 
104108 Bacteria_16S 
vulcanalis strain 
Bacteria; Firmicu 
104108 Bacteria_16S 


acteria; 


cteria; 


3529881 3530000 2 


Firmicutes; 
3531409 3531528 2 


omal RNA, partial sequence 
ridiales; 


Clostridiaceae; 
3532856 3532975 2 


Clostridiales; 
3580168 3580267 22 


3598702 3598809 14 
Firmicutes; 
3765893 3765921 1 


4048014 4048058 76 


4071930 4071978 8 


118 


118 


gi 


train DSM 5847 16S ribosomal RNA, part 


Clostridia; Clost 


gi 


219846556 
ial sequen 
ridiales; 

219846555 


3531057 3532455 Sarci 


Sarcina. 


118 


S ribosomal RNA, partial sequence 
ridia; 


118 


118 


29 


118 


56 


gi 


219846554 


3532506 35339 


Clostridiaceae; 


gi 


strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


gi 


rain DSM 5628 16S ribosomal RNA, parti 


Clostridia; Clostr 


gi 


W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 


gi 


CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 


gi 


Sarcina. 
219846522 
1 sequence 
bacteria; 


219846508 
al sequenc 
idiales; C 
219846387 
ce 37655 
ibrionales 
219846188 
ence 40475 
Alicycloba 


ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026147.1 
na maxima Bacter 


ref |NR_026146.1 


Rhodospiril 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 


219846171 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 


5 Thermaerobacter 
XVII. Incertae Sedis; 


Clostridium indolis 
acteria; Firmicutes; 


Desulfotomaculum 
6 Desulfotomaculum 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Clostridium 
6 Clostridium 
Clostridium. 
Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Roseococcus 
5 Roseococcus 
Acetobacteraceae; 


, 


Clostridium 
6 Clostridium 
lostridium. 
Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Alicyclobacillus 
lobacillus vulcanalis 


ref|NR_025761.1 
4071551 407304 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


104108 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


104108 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


104108 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


104108 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


104108 Bacteria_16S 


succinivorans str 
succinivorans Bac 


104108 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


104108 Bacteria_16S 
strain DM-2 16S r 
D 
104108 Bacteria_16S 


Proteobacteria; 


vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 


104108 Bacteria_16S 


strain 136 16S ri 


4100583 4100643 1 61 gi 
n S1 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 
18527 18570 76 118 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


20086 20129 76 118 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 
64062 64105 76 118 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
70104 ##70147 76 118 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
112421 112452 7 38 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
114019 114050 7 38 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
115583 115705 4 118 gi 
n PYR-1 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

120240 120283 76 118 
bosomal RNA, partial sequence 


gi 


219846152 
nce 
les; 

265679051 

sequence 
a; 


265679050 
sequence 
a; 
265679021 
riales; 
265679017 


quence 


265678987 


112043 11359 
Syntrop 


S; 
265678986 


113641 11518 
Syntrop 


S; 
265678985 
uence 


265678982 


119823 12132 


41002 
Neiss 


Sphingo 


Burkhol 


ence 63592 
Ox 


diales; Ve 


ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref |NR_029359.1 

18082 19577 
bacteriales; Fl 


Chitinibacter 
ibacter tainanensis 
ibacter. 

Hymenobacter 

Hymenobacter 
exibacteraceae; 
ref |NR_029358.1 

19628 21106 
deriales; Burkh 


Burkholderia 
Burkholderia 
olderiaceae; 
ref |NR_029329.1 

65117 Herbas 
alobacteraceae; 
ref |NR_029325.1 

69637 71125 
illonellaceae; Schwartzia. 
ref|NR_029295.1| Syntrophus gentianae 
0 Syntrophus gentianae Bacteria; 
haceae; Syntrophus. 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 

Schwartzia 

Schwartzia 


ref|NR_029294.1 


hace 
ref 


ae; Syntroph 
NR_029293.1 


i 
etal 


15240 116730 


Actinomyc 


es; Coryneba 


ref|NR_029290.1 


Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Mycobacterium 
Mycobacterium 
cterineae; 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
104108 Bacteria_16S 132430 132473 76 118 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

104108 Bacteria_16S 150452 150507 1 56 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104108 Bacteria_16S 150529 150572 76 118 gi| 265678962 |ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104108 Bacteria_16S 152084 152127 76 118 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104108 Bacteria_16S 182482 182537 1 56 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104108 Bacteria_16S 182559 182602 76 118 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104108 Bacteria_16S 234665 234708 76 118 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

104108 Bacteria_16S 236301 236344 76 118 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

104108 Bacteria_16S 237883 237926 76 118 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

104108 Bacteria_16S 239432 239475 76 118 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

104108 Bacteria_16S 241018 241061 76 118 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

104108 Bacteria_16S 256148 256191 76 118 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

104108 Bacteria_16S 266649 266692 76 118 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 


strain OXB 16S ri 


bosomal RNA, partial sequence 


266185 267672 Oxalobacter formigenes Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 


104108 Bacteria_16S 


proteoclasticum strain B316 16S ribosomal RNA, 


271149 271192 76 


118 


gi 


complete 


proteoclasticum Bacteria; Firmicutes; Clostridia; Clost 
104108 Bacteria_16S 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, parti 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clos 


Sedis; 


104108 Bacteria_16S 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequ 


Bacteria; Proteobacteria; Alphaproteobacteria; 


104108 Bacteria_16S 
xylanilytica strain XIL11 16S ribosomal RNA, complete s 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae 


Cellulomonadaceae; 


104108 Bacteria_16S 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


104108 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


eria; 


104108 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


104108 Bacteria_16S 


J18 


16S ribosomal 
Actinobacteridae; 


104108 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; 


B 


104108 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


104108 Bacteria_16S 


strain Tf 16S rib 


Firmicutes; 


104108 Bacteria_16S 


strain Kll1 16S ri 
Proteobacteria; 


B 


104108 Bacteria_16S 


IMMIB R-145 16S r 


strain TMAO3 16S 
Clost 


Firmicutes; 


104108 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; 


B 


104108 Bacteria_16S 


strain 3wWC2 16S r 
Clost 


Firmicutes; 


104108 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


104108 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


104108 Bacteria_16S 


ridia; 


328937 328980 76 


Sedimentibacter. 


363636 363679 76 


397032 397075 76 


Cellulomonas. 


403227 403270 76 


417235 417278 76 


Firmicutes; 


Clostridia 


426489 426532 76 


466337 466380 76 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


467842 467885 76 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 


544276 544398 4 


ibosomal RNA, partial sequence 


548978 549021 76 


588352 588395 76 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


589789 589832 76 


ibosomal RNA, partial sequence 
Clostridiales; 


620183 620226 76 


630802 630845 76 


641533 641576 76 


lacusekhoensis strain EL-30 16S ribosomal RNA, 


118 


118 


118 


118 


118 gi 
; Clostrid 
118 gi 


118 


gi 


gi 


Caulobac 


gi 


gi 


YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 


in DV1184 16S ribosomal RNA, partial s 
ain YIM70097 16S ribosomal RNA, partia 


teria; Actinobacteria; Actinobacterida 
esterenkonia. 


gi 


265678879 
sequence 
ridiales; 
265678841 
al sequenc 
tridiales; 


265678812 
ence 36326 
terales; 
265678790 
equence 


265678786 
quence 


265678776 
equence 
iales; 

265678770 
1 sequence 


265678740 


465880 467346 Rothi 


118 


ribosomal RNA, partial sequence 


118 


118 


ribosomal RNA, partial sequence 
ridia; 


118 


118 


118 


118 


118 


gi 


265678739 


467397 46889 


265678728 
ete sequen 
es; Spiroc 
265678711 


510382 51190 


etaproteobacteria; Burkholderiales; Bu 
484582 484609 1 28 gi 

s strain BA-2 16S ribosomal RNA, compl 

s Bacteria; Spirochaetes; Spirochaetal 
510870 510913 76 118 gi 

osomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
533698 533741 76 118 gi 


265678696 


533233 53475 


gi 


265678689 


543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104108 Bacteria_16S 


gi 


265678686 


548509 55004 


Clostridiales; Veillonellaceae; 


gi 


265678660 


587905 58931 


gi 


265678659 


589361 59079 


Clostridiaceae; 


gi 


train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 


gi 


000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


partial 


lacusekhoensis Bacteria; Actinobacteria; Actinobacterid 


Micrococcaceae; 
104108 Bacteria_16S 

H 1 16S ribosomal RNA, 
Clostridia; 
104108 Bacteria_16S 


Clostridiales; Veillonellaceae; 


Nesterenkonia. 


643103 643146 76 
partial sequence 


664151 664194 76 


118 


gi 


265678638 


bacteria; 

265678630 
e 63034 
ales; Micr 
265678623 
sequence 

ae; Actino 


265678622 


642624 644123 Sporo 


118 


Sporomusa. 


gi 


odorimutans strain NorPut 16S ribosomal RNA, partial se 


odorimutans Bacteria; 
Anaerovorax. 
104108 Bacteria_16S 


entanii strain LTH4560 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


667204 667247 76 


118 


Clostridi 


265678606 
quence 


ales; Clos 


gi 


265678604 


1 sequence 6 


ref 


Lach 
ref 


Clo 


ref 


ref 


ref 


ref 


ref 


ref 


ococcaceae; Ro 


ref 


rkholderiaceae 


ref 


haet 
ref 


ref 


mamonadaceae; 


ref 


ref 


ref 


rkholderiaceae 


ref 


ref 


Naut 
ref 


ococ 
ref 


myce 


ref 
musa 


ref 


trid 


270671 272189 


e 328486 329942 


4 364685 Phenyl 
Caulo 


396579 398094 


; Actinomyceta 


402781 404300 
Actinomycetale 


416856 418235 
Peptost 
426041 427535 
e; Actinomycet 
a amarae Bacteri 


3 Burkholderia 


ce 484221 485741 


0 Burkholderia 


19766 621178 


9 631823 Kytoco 


NR_029185.1 


nospiraceae; 
NR_029146.1 


stridiales F 


NR_029117.1 


bacteraceae; 
NR_029095.1 


les; Microco 
NR_029091.1 
s; Streptomy 
NR_029081.1 


reptococcace 
NR_029075.1 


ales; Microc 


NR_029045.1 


thia. 
NR_029044.1 


; Burkholder 
NR_029033.1 


aceae; Spiro 
NR_029016.1 
NR_029001.1 


Ottowia. 
NR_028994.1 


Nocardiacea 
NR_028991.1 
NR_028965.1 


; Burkholder 
NR_028964.1 


NR_028943.1 


iliales; Nau 
NR_028935.1 


cineae; Derm 
NR_028928.1 
3 
° 


641107 64257 


tales; Micr 


ovata Bact 


iales Famil 


ref 


NR_028927.1 


NR_028911.1 
663698 66518 


NR_028909.1 
666786 668269 Gluconacetobacter entanii 


e 


5 
y 


Clostridium 
Clostridium 
Butyrivibrio. 
Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Cellulomonas 
Cellulomonas 
ccineae; 


Streptomyces 
Streptomyces 
cineae; 


Tepidibacter 
Tepidibacter 
ae; Tepidibacter. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Rothia amarae strain 
a; Actinobacteria; 


Burkholderia terricola 


terricola Bacteria; 


ia. 
Spirochaeta 
Spirochaeta 

chaeta. 
Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 
nebacterineae; 


e; Nocardia. 
Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 
Sporomusa. 


Burkholderia tropica 


tropica Bacteria; 


ia. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 
Clostridium. 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 

Nesterenkonia 

Nesterenkonia 
coccineae; 


Sporomusa ovata strain 
ria; Firmicutes; 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Gluconacetobacter 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


104108 Bacteria_ 
strain NA 1 16S r 
B 


Proteobacteria; 


104108 Bacteria_ 
aurantiaca strain 
Proteob 


Bacteria; 


104108 Bacteria_ 
strain 111-35 16S 
Clost 
104108 Bacteria_ 


Firmicutes; 


lusitanum strain 
Bacteria; 


104108 Bacteria_ 
respiraculi strai 
respiraculi Bacte 
104108 Bacteria_ 
strain V33 16S ri 
B 


Proteobacteria; 


104108 Bacteria_ 


Proteob 


16S 680889 680932 76 


16S 697515 697558 76 


16S 
ribosomal RNA, partial 


706230 706273 76 


16S 
P6-12 16S ribosomal RNA, 


738419 738462 76 
16S 757265 757308 76 
16S 760320 760363 76 


16S 764871 764914 76 


jalaludinii strain M9 16S ribosomal RNA, 


Bacteria; 


104108 Bacteria_ 
strain YIM90005 1 


Bacteria; 


104108 Bacteria_ 
taiwanensis strai 


Firmicutes; 


Clostridia; 


16S 774051 774094 76 


16S 783372 783415 76 
Firmicutes; 
16S 817063 817106 76 
Clostridia; 


16S 823090 823133 76 


ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 


bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 


Clostridia; 


taiwanensis Bacte 


CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; 


ridia; Clostridiales; Lachnospiraceae; 


acteria; Betaproteobacteria; Burkholde 


n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 


PI D143K-13 16S ribosomal RNA, partial 


SSE-1 16S ribosomal RNA, partial seque 


Firmicutes; Halanaerobiales; 


n LMG 19424 16S ribosomal RNA, partial 


104108 Bacteria_ 
strain 19 16S rib 
Clost 


Firmicutes; 


104108 Bacteria_ 
microaerophilum s 
microaerophilum B 
Propionibacteriac 
104108 Bacteria_ 
strain N-1 16S ri 
B 


Proteobacteria; 


104108 Bacteria_ 
scopiformis strai 
Bacteria; Actinob 


Streptomyces. 


104108 Bacteria_ 


koreensis strain 


Bacteria; Actinob 


Catellatospora. 


104108 Bacteria_ 


strain LMG 18819 
Proteobacteria; 


104108 Bacteria_ 


strain LMG 18106 
Proteobacteria; 


104108 Bacteria_ 


strain LMG 16407 
Proteobacteria; 


104108 Bacteria_ 
xylanovorans stra 
xylanovorans Bacteria; 
104108 Bacteria_ 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae; 
104108 Bacteria_ 
algidixylanolytic 
algidixylanolyticum Bacteria; 
104108 Bacteria_ 


ria; Proteobacteria; Betaproteobacteri 


B 


B 


B 


16S 846019 846062 76 


ridia; 
16S 


Clostridiales; 
854869 854912 76 


eae; Propionibacterium. 


16S 873263 873306 76 


16S 876062 876105 76 


16S 882002 882120 8 


16S 892698 892741 76 


16S 894233 894276 76 


16S 895768 895811 76 


16S 909685 909728 76 
Firmicutes; 


16S 920591 920634 76 


Slackia. 
16S 931347 931390 76 


Firmicutes; 
968351 968378 1 


16S 


osomal RNA, partial sequence 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 


n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


118 


118 


118 


in HESP1 16S ribosomal RNA, partial se 
Clostridia; 


118 


s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; 


118 


um strain SPL73 16S ribosomal RNA, par 
Clostridia; 


28 


Clostrid 


Coriobacte 


gi 


gi 


gi 


gi 


gi 


Cc 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
104108 Bacteria_ 
satelles strain V 
satelles Bacteria; 
104108 Bacteria_ 
shriftii strain D 


16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Bu 


265678448 


16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Bu 


265678447 


16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Bu 


265678438 
quence 

iales; Clo 
265678431 
al sequenc 
ridae; Cor 


265678424 


lostridial 


gi 


265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


tial sequence 


Pandoraea. 
ref|NR_028750.1 
Pandoraea. 
ref |NR_028749.1 
Pandoraea. 
ref |NR_028740.1 
909211 910743 
stridiaceae; Clo 
ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 
ref |NR_028726.1 
930884 

es; Clostridiace 


118 gi|265678595|ref|NR_028900.1| Neisseria animalis 
680477 681831 Neisseria animalis Bacteria; 
eriaceae; Neisseria. 

118 gi| 265678584 |ref|NR_028889.1| Brevundimonas 
nce 697118 698533 Brevundimonas aurantiaca 

Caulobacterales; Caulobacteraceae; Brevundimonas. 
118 gi| 265678578 |ref|NR_028883.1| Dorea longicatena 
sequence 705889 707204 Dorea longicatena Bacteria; 
Dorea. 
118 gi|265678555|ref|NR_028859.1| Herbaspirillum 
complete sequence 737948 739471 Herbaspirillum lusitanum 
riales; Oxalobacteraceae; Herbaspirillum. 

118 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
quence 756798 758254 Cupriavidus 
a; Burkholderiales; Burkholderiaceae; Cupriavidus. 

118 gi|265678539|ref|NR_028843.1| Neisseria dentiae 

759866 761206 Neisseria dentiae Bacteria; 
eriaceae; Neisseria. 

118 gi|265678536|ref|NR_028840.1| Mitsuokella 

complete sequence 764385 765927 Mitsuokella jalaludinii 
Clostridiales; Veillonellaceae; Mitsuokella. 
118 gi|265678530|ref|NR_028834.1| Prauserella alba 
2 Prauserella alba Bacteria; 
donocardineae; Pseudonocardiaceae; Prauserella. 
118 gi|265678523|ref|NR_028827.1| Shuttleworthia 
sequence 782926 784381 Shuttleworthia 
Clostridiales; Lachnospiraceae; Shuttleworthia. 

118 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 

nce 816581 817998 Selenihalanaerobacter shriftii 
Halobacteroidaceae; Selenihalanaerobacter. 
118 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
sequence 822620 824161 Cupriavidus 

a; Burkholderiales; Burkholderiaceae; Cupriavidus. 

118 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
845553 847081 Clostridium scindens Bacteria; 
Clostridiaceae; Clostridium. 

118 gi|265678475|ref|NR_028778.1| Propionibacterium 
equence 854408 855931 Propionibacterium 
dae; Actinomycetales; Propionibacterineae; 

118 gi|265678463|ref|NR_028766.1| Cupriavidus necator 

872811 874166 Cupriavidus necator Bacteria; 
rkholderiaceae; Cupriavidus. 

118 gi|265678461|ref|NR_028764.1| Streptomyces 
nce 875686 877087 Streptomyces scopiformis 
ales; Streptomycineae; Streptomycetaceae; 

118 gi| 265678456 |ref|NR_028758.1| Catellatospora 
nce 881630 883139 Catellatospora koreensis 
ales; Micromonosporineae; Micromonosporaceae; 

118 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 
rkholderiaceae; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 
rkholderiaceae; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 
rkholderiaceae; 


Clostridium 
Clostridium 
stridium. 
Slackia 
Slackia 
oriobacterineae; 


Clostridium 
932385 Clostridium 
ae; Clostridium. 


ref |NR_028700.1 
967981 969477 


Kitasatospora 
Kitasatospora 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


104108 Bacteria_16S 
cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 
104108 Bacteria_16S 
geysericola strai 
geysericola Bacte 
104108 Bacteria_16S 
hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 
104108 Bacteria_16S 
strain S5b2 16S r 
Proteobacteria; 
104108 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 
104108 Bacteria_16S 
auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
104108 Bacteria_16S 
strain 7-2 16S ri 
Proteobacteria; 
104108 Bacteria_16S 
strain W1-2B 16S 


104108 Bacteria_16S 
strain JCM 21370 


104108 Bacteria_16S 
strain 21F-2 16S 


104108 Bacteria_16S 
indonesiensis str 
indonesiensis Bac 


Acetobacter. 


104108 Bacteria_16S 
strain NBRC 13755 
Bacteria; Proteob 
104108 Bacteria_16S 
orleanensis strai 
orleanensis Bacte 


Acetobacter. 


104108 Bacteria_16S 
scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae 
104108 Bacteria_16S 
strain TO-931 16S 


Firmicutes; 


104108 Bacteria_16S 
strain I-132 16S 
Actinobacteria; Actinoba 
104108 Bacteria_16S 
strain I-273 16S ribosomal RNA, 
Actinobacteria; Actinoba 
104108 Bacteria_16S 


Proteobacteria; 
104108 Bacteria_16S 


riboso 


ribosomal RNA, 


968432 968475 76 118 
rain YC75 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Kitasatospora. 
977584 977607 95 118 
n GC-42 16S ribosomal RNA, partial sequence 
Chloroflexi; Herpetosiphonales; H 
994630 994673 76 118 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; 
acter. 


1002310 1002353 76 118 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


1026474 1026505 7 38 


1030999 1031121 4 118 
n TT1-11 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 
1035714 1035757 76 118 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1069125 1069168 76 118 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
1070616 1070659 76 118 
16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
1079437 1079480 76 118 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
1093160 1093203 76 118 
ain 5H-1 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 


1094607 1094650 76 118 
16S ribosomal RNA, partial sequence 10942 
acteria; Alphaproteobacteria; 
1096047 1096090 76 118 ‘ 
n NBRC 13752 16S ribosomal RNA, partial sequence 1095628 109707 
ria; Proteobacteria; Alphaproteobacteria; Rhodos 


1097560 1097603 76 118 
in KM-4927 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomyces. 
1100540 1100583 76 118 
mal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1114283 1114326 76 118 
partial sequence 
cteridae; Actinomycetales; 
1115809 1115852 76 118 
partial sequence 
cteridae; Actinomycetales; 
1146060 1146103 76 118 
strain Ter6 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 
1164209 1164252 76 118 


DSM 20544 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
104108 Bacteria_16S 

smaragdinae DSM 11293 16 
11293 Bacteria; 
104108 Bacteria_16S 


1168618 1168645 1 28 


1176290 1176345 1 56 


DSM 16795 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 


Clostridia; Clostridiales; 


Clos 


Rhodospirillales; 


S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 


gi| 265678398 


gi| 265678392 


gi| 265678381 


gi| 265678376 


1001834 10033 


gi| 265678360 


n ASRB2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; S 


gi| 265678357 


gi| 265678354 


1035238 10367 


gi| 265678331 


1068707 10701 


gi| 265678330 


gi| 265678323 


1079018 10804 


gi| 265678314 


gi| 265678313 


gi| 265678312 


gi| 265678311 


partial sequence 


gi| 265678309 


1100149 11015 
Clostridium. 


gi|265678299 


1113840 11153 


gi| 265678298 


1115364 11168 


gi| 253680759 
1 


gi|228720667 
1 


gi|228719827 


gi|228718376 


al sequence 994185 995652 
tridiales; 


Actinomycetales; Micromon 


Rhodospirillaceae; Tistrel 


145612 11470 


163739 11652 


Clostridia; Clostridiales; Veillonellaceae; 


11682 


ref |NR_028700.1 
967981 969477 


ref|NR_028694.1 
977181 978580 


erpetosiphonaceae; Herpeto 


ref|NR_028683.1 
Clostridiales F 
ref |NR_028678.1 


ref|NR_028662.1 
1026088 102759 


ref|NR_028659.1 
1030633 103211 


ref|NR_028656.1 


ref |NR_028633.1 
33 Brevundimonas 


ref|NR_028632.1 


ref |NR_028625.1 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 


pirillales; Acet 


ref|NR_028613.1 
1097121 109859 


ref |NR_028611.1 


ref|NR_028600.1 


ref|NR_028599.1 


ref |NR_028007.1 


ref|NR_027596.1 


Mitsuokella. 


ref|NR_027585.1 
43 1169775 Spiroc 


Streptomycineae; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Herpetosiphon 
Herpetosiphon 
siphon. 
Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 
ocyclaceae; Azovibrio. 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Micromonospora 
4 Micromonospora 


osporineae; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
alobacteraceae; Herbaspiri 


llum. 
Brevundimonas nasdae 
nasdae Bacteria; 


aulobacteraceae; Brevundimonas. 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 
Acetobacteraceae; Acetobac 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter peroxydans 

acter peroxydans 

; Acetobacter. 
Acetobacter 

0 Acetobacter 

obacteraceae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
Kineosporiineae; Kineosporiace 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
Kineosporiineae; Kineosporiace 


ae; Kineosporia. 
Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
Oxalobacteraceae; Collimonas. 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Spirochaeta 


haeta smaragdinae DSM 


ref|NR_027573.1 


Clostridium bartlettii 


1175949 1177377 Clostridium bartlettii DSM 16795 


Clostridiaceae; 


Clostridium. 


104108 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


104108 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


104108 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


104108 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


104108 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


104108 Bacteria_16S 


strain Se-3111 16 


1176367 1176410 76 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1183815 1183842 1 28 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
1183892 1183935 76 118 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
1203603 1203646 76 118 gi 
13280 16S ribosomal RNA, partial seque 
Coriobacteridae; Coriob 


118 gi 


1205110 1205153 76 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


iS gi 
Coriobacteri 


1221592 1221635 76 118 
S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


104108 Bacteria_16S 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


104108 Bacteria_16S 


strain 13.4 16S r 


1223120 1223163 76 118 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1226142 1226185 76 118 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


1245809 1245931 4 118 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


104108 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


104108 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


104108 Bacteria_16S 


cellulosolvens 6 
Bacteria; Firmicu 


104108 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


104108 Bacteria_16S 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


104108 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


104108 Bacteria_16S 


diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 


104108 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


104108 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


104108 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


104108 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


104108 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


104108 Bacteria_16S 


1266898 1266941 76 118 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1283248 1283291 76 118 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
1302909 1302952 76 118 gi 
tes; Clostridia; Clostridiales; Eubact 
1307492 1307535 76 118 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1333594 1333637 76 118 gi 


acteria; Actinobacteridae; Actinomycet 
1338106 1338149 76 


ain CH34 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


its gi 
partial se 
Betaproteo 


1353352 1353395 76 118 
rain PAl 5 16S ribosomal RNA, 
1 5 Bacteria; Proteobacteria; 


gi 
partial 
Alphapro 
1359373 1359416 76 

ain E264 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 
udomallei group. 

1363846 1363889 76 118 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1373013 1373056 76 118 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1386599 1386642 76 118 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388114 1388157 76 118 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1396994 1397037 76 118 gi 


118 gi 
partial se 
Betaproteo 


ce 
Ru 


ce 
Ru 


ne 
ac 


al 


oc 


Ca 


ce 
al 


do 


al 


er 


1 
mo 


ep 


6S ribosomal RNA, partial sequence 13331481 


al 


qu 
ba 


se 
te 


qu 
ba 


rk 


ri 


1387667 


rk 


228718376 

1175949 

idiac 
228717037 


11773 
eae; 


11834 


minococc 


228717037 


11834 


minococc 


228715356 


12031 
iales 


e 
ter 


228715355 
1204671 12061 


es; Cori 


219878356 
1221167 12226 


occineae 


219878346 
1222664 12241 


minicell 


219878300 


12257 


es; Micr 


219857484 
1245479 12468 


nocardin 


219846423 
1266430 12679 


obactera 


219846066 
16S ribosomal RNA, partial sequence 1282800 12842 
rk. 


holderia 


Rumin 
228717983 
1372563 


219846514 
16S ribosomal RNA, partial sequence 1302478 13039 


iaceae; 


228721493 


ibos 
aceu 
ceta 


6S xr 
viol 
tomy 


228721490 


3346 


es; Micr 


228721484 


ence 
cteria; 


228720330 


quence 
obacteri 


228720024 


ence 
cteria; 


228719063 


13634 
ococc 


13740 


holderia 


228716754 
1386182 


13876 


ales; Bu 


228716720 


13891 


holderia 


228715764 


nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 


ref|NR_027573.1| Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 

Clostridium. 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027528.1 
62 1204620 Collin 
Coriobacterine 


Anaerotruncus 
truncus colihominis DSM 
ncus. 

Anaerotruncus 
truncus colihominis DSM 
ncus. 

Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


’ 


ref|NR_027527.1| Collinsella stercoris 
28 Collinsella stercoris DSM 13279 
obacterineae; Coriobacteriaceae; 


ref|NR_025495.1| Salana multivorans 

13 Salana multivorans Bacteria; 

; Beutenbergiaceae; Salana. 
ref|NR_025485.1| Caminicella sporogenes 
19 Caminicella sporogenes Bacteria; 

a. 
ref|NR_025439.1| Isoptericola 

22 1227193 Isoptericola variabilis 
ococcineae; Promicromonosporaceae; 


ref|NR_025072.1 
80 Amycolatopsis 


Amycolatopsis rubida 
rubida Bacteria; 

eae; Pseudonocardiaceae; Amycolatopsis. 
ref|NR_026014.1| Massilia timonae 

23 Massilia timonae Bacteria; 

ceae; Massilia. 
ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 
ceae; Burkholderia. 

ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
ceae; Streptomyc 
ref|NR_027613.1 
32 Beutenbergia 
ococcineae; Beu 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Beutenbergia cavernae 
cavernae DSM 12333 
tenbergiaceae; 


1307063 


ref|NR_027607.1 
1337638 133913 


Burkholderiales; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


ref|NR_027591.1 

1352934 135441 

a; Rhodospirilla 
Burkholderia 
0 Burkholderia 

Burkholderiaceae; 


ref |NR_027587.1 
1358923 136041 

Burkholderiales; 

Ruminococcus lactaris 

coccus lactaris ATCC 

cus. 

Burkholderia unamae 

50 Burkholderia unamae MTI-641 Bacteria; 

ceae; Burkholderia. 

ref|NR_027555.1| Burkholderia phymatum 

16 Burkholderia phymatum STM815 

rkholderiaceae; Burkholderia. 

ref|NR_027554.1| Burkholderia tuberum 

46 Burkholderia tuberum STM678 Bacteria; 

ceae; Burkholderia. 

ref|NR_027539.1| Methylobacterium 
1396599 1398033 Methylobacterium 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027569.1 


nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


Methylobacterium. 


104108 Bacteria_16S 1405967 1406010 76 


118 


gi 


219857143 


cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 
Acetobacter. 

104108 Bacteria_16S 1408980 1409023 76 118 gi|224581401|ref|NR_024719.1 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 14099 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104108 Bacteria_16S 1424202 1424245 76 118 gi| 224581442 |ref|NR_027224.1 
strain B4P 16S ribosomal RNA, partial sequence 1423741 14252 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
104108 Bacteria_16S 1438145 1438188 76 118 gi|224581429|ref|NR_027211.1 
strain S2 16S ribosomal RNA, partial sequence 1437684 14391 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
104108 Bacteria_16S 1448888 1448931 76 118 gi|224581421|ref|NR_027202.1 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonospora. 

104108 Bacteria_16S 1451723 1451845 4 118 gi|224581419|ref|NR_027200.1 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 145284 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
Micromonosporaceae; Micromonospora. 

104108 Bacteria_16S 1468390 1468433 76 118 gi| 224581407 |ref|NR_027188.1 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 14694 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
104108 Bacteria_16S 1474341 1474384 76 118 gi|219878476|ref|NR_025615.1 


subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 147541 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 1488174 1488217 76 118 gi|219857134|ref|NR_024762.1 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 148922 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 1494105 1494227 4 118 gi| 219846703 |ref|NR_026295.1 


caeruleus subsp. 
Couchioplanes caeruleus subsp. 
Actinomycetales; 


104108 Bacteria_16S 1518083 1518126 76 


strain PC18 16S ribosomal RNA, partial sequence 


Firmicutes; 


104108 Bacteria_16S 1519595 1519638 76 


strain PC80 16S ribosomal RNA, partial sequence 


Firmicutes; 


104108 Bacteria_16S 1521012 1521134 4 


118 


118 


118 


caeruleus strain DSM 44103 16S ribosomal 
caeruleu 
Micromonosporineae; Micromonosporaceae; 


gi 


219857618 


1517647 15191 


Clostridia; Clostridiales; Lachnospiraceae; 


gi 


219857617 


1519166 15206 


Clostridia; Clostridiales; Lachnospiraceae; 


gi 


219857610 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequen 


pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 


104108 Bacteria_16S 1531725 1531847 4 


matsumotoense strain IMSNU 22003 16S ribosomal 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 
104108 Bacteria_16S 1533365 1533408 76 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


Burkholderia; 


104108 Bacteria_16S 1548624 1548667 76 


strain B8 16S ribosomal RNA, partial sequence 


Proteobacteria; 


104108 Bacteria_16S 1550090 1550133 76 


strain B6 16S ribosomal RNA, partial sequence 


Proteobacteria; 


104108 Bacteria_16S 1551558 1551601 76 


118 


118 


118 


118 


118 


gi 


gi 


gi 


219857427 


RNA, partial sequence 
Actinomycet 


219857425 
sequence 
Burkhol 


219857245 


1548180 15495 


gi 


219857244 


1549646 15510 


gi 


219857243 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 15511 


Bacteria; 
104108 Bacteria_16S 
papyrosolvens DSM 
2782 Bacteria; Firmicutes; 
104108 Bacteria_16S 


1577007 1577050 76 


Clostridia; 
1592364 1592407 76 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 


2782 16S ribosomal RNA, 
Clostridiales; 


118 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


219846510 


complete sequence 15765 


118 


gi 


Clostridiac 


219878483 


RNA, partia 
s Bacteria; Actinobacteria; Actinobacteridae; 
Couchioplane 


ref 


ref 


ref 


ref 


ref 


ref 


deri 


ref 


ref 


ref 


ref 


eae; 
ref 


1405568 14069 


ce 1520665 15221 
Actinomyce 


1532915 15343 


95 Aquabacterium 
Betaproteobacteria; Burkholderiales; Aquabacterium. 


61 Aquabacterium 
Betaproteobacteria; Burkholderiales; Aquabacterium. 


12 1552529 Aquaba 
Aquaba 


77 1578067 Clostr 


NR_024771.1 
8 


1 sequence 


Ss. 
NR_025207.1 


NR_025206.1 


NR_025199.1 
5 


tales; Coryn 


NR_025015.1 


153135 


ales; Microm 


NR_025013.1 


2 


ales; Burkho 


NR_024875.1 


NR_024874.1 


NR_024871.1 


cterium. 
NR_026102.1 


Clostridium 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Promicromonospora 
romonospora aerolata 


Promicromonosporaceae H 


Micromonospora 
3 Micromonospora 
osporineae; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


albus 
albus 


Streptomyces 
4 Streptomyces 
mycineae; 


rimosus 
rimosus 


Streptomyces 
5 Streptomyces 
tomycineae; 


Couchioplanes 
1493762 1495216 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 
Hespellia. 


Hespellia porcina 


14 Hespellia porcina Bacteria; 
Hespellia. 


Nocardia 
6 Nocardia 
ebacterineae; 


Micromonospora 
9 1532864 Micromonospora 
onosporineae; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Clostridium 
idium papyrosolvens DSM 


NR_025622.1 
159193 


Streptomyces rimosus 
9 1593434 Streptomyces 


rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; Streptomycetaceae; 


Streptomyces. 


104108 Bacteria_16S 
chrestomyceticus 
chrestomyceticus 
Streptomycetaceae; 
104108 Bacteria_16S 


sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
104108 Bacteria_16S 


1593910 1593953 76 


1595457 1595500 76 


1622826 1622869 76 


118 


118 


118 


gi 


strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


gi 


gi 


219878482 


219878481 


219878461 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 


stercoricanis Bacteria; 


104108 Bacteria_16S 
strain R2014 16S 


104108 Bacteria_16S 


Proteobacteria; 
1668546 1668589 76 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


1735481 1735508 1 


Betaproteobacteria; 


118 


28 


gi 


1668114 16695 


gi 


vaccimaxillae strain R10176 16S ribosomal RNA, partial 


vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
104108 Bacteria_16S 
strain LMG 1746 1 


1749318 1749361 76 


118 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


104108 Bacteria_16S 
strain LMG 1625 1 


1750810 1750853 76 


118 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


104108 Bacteria_16S 
saalensis strain 
Bacteria; Firmicutes; 
Sedimentibacter. 
104108 Bacteria_16S 


longisporus strain ISP 5166 16S ribosomal RNA, 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
104108 Bacteria_16S 


strain 4-0 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


104108 Bacteria_16S 
LMG 
Proteobacteria; 
104108 Bacteria_16S 
strain IMSNU 2200 


104108 Bacteria_16S 


Clostridia; 


1767499 1767542 76 


1774928 1774971 76 


1781113 1781156 76 


1814553 1814596 76 


19981 16S ribosomal RNA, partial sequence 


1866302 1866424 4 


1878506 1878549 76 


118 


118 


118 


118 


118 


118 


gi 


ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


partial 


gi 


1780670 17821 


gi 


1814099 18155 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


219878429 


219878384 
sequence 


219878374 


6S ribosomal RNA, partial sequence 1748919 17503 


219878373 


6S ribosomal RNA, partial sequence 175041117518 


219878359 


219878353 
sequence 


219878349 


219878326 


219878290 


219878282 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 


thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; 


104108 Bacteria_16S 
strain DSM 2875 1 
Firmicutes; 
104108 Bacteria_16S 
strain DSM 5090 1 
Firmicutes; 
104108 Bacteria_16S 
strain DSM 3132 1 
Firmicutes; 
104108 Bacteria_16S 
aerophilus strain 
aerophilus Bacteria; 
104108 Bacteria_16S 
strain CHOO1A 16S 
Proteobacteria; 
104108 Bacteria_16S 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; 


Methylobacterium. 
104108 Bacteria_16S 
strain CF-43 16S 


104108 Bacteria_16S 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 196474 
denitrificans Bacteria; 


Thiobacillus. 
104108 Bacteria_16S 


Clostridia; 


Clostridia; 


Clostridia; 


Bacteroidetes; 


1881663 1881706 76 


1883239 1883282 76 


1884819 1884862 76 


1905816 1905859 76 


1934758 1934801 76 


1939221 1939264 76 


1959067 1959110 76 


1963697 1963740 76 
Proteobacteria; 


1971017 1971060 76 


118 


118 


118 


118 


118 


ribosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterales; 


118 


118 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


118 


Betaproteobacteria; 


118 


gi 


gi 


gi 


gi 


gi 


1934336 19357 
Campylobacteraceae; 


gi 


gi 


1958616 19601 


gi 


gi 


219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


219878277 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


219878276 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridiales; Veillonellaceae; 


219878259 


I/26Cor1l 16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; 


219878238 


219878235 
sequence 


219878222 


219878219 


219878214 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 


rtial sequence 
idae; Actinomycetales; 


1 sequence 
Actinomycetales; 


Actinomycetales; 


17670 
Clostridiales Family 


Actinomycetales; 


18659 
omonosporineae; 


Burkholderiales; 


Rhizobiales; Methylob 


Hydrogenophilales; Hy 


ref |NR_025621.1 


159348 


ref |NR_025620.1 
1595032 159652 


ref|NR_025600.1 
1622384 162383 


Burkholderiales; Alcaligenaceae; 


ref|NR_025568.1 


ref|NR_025523.1 
1735130 173662 


ref|NR_025513.1 
Acetobac 


ref|NR_025512.1 


Acetobac 
NR_025498.1 


ref 
XI. 


ref|NR_025492.1 
1774532 177597 


ref |NR_025488.1 
Micrococcaceae 
ref|NR_025465.1 


ref |NR_025429.1 
35 1867442 Asanoa 
Micromonos 
ref|NR_025421.1 

1878060 187954 
Burkho 


ref|NR_025417.1 


ref |NR_025416.1 


ref|NR_025415.1 


NR_025398.1 
1 
Flexibac 
NR_025377.1 
49 Campylobacter 


ref |NR_025374.1 
1938810 194024 


ref|NR_025361.1 


Micrococcaceae 
ref|NR_025358.1 


Streptomyces 
5 1594981 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Sutterella 
8 Sutterella 
Sutterella. 
Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 
; Actinomycetaceae; Actinomyces. 


Actinomyces 
2 Actinomyces 


Actinomycineae; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 
Acetobacteraceae; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 
Acetobacteraceae; 


ter. 
Sedimentibacter 


74 1768507 Sedimentibacter saalensis 
Incertae Sedis; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
Fulvimonas. 


Asanoa ishikariensis 

ishikariensis Bacteria; 

poraceae; Asanoa. 
Limnobacter 

7 Limnobacter 

lderiaceae; Limnobacter. 
Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 
Sporomusa. 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 
Sporomusa. 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 
Sporomusa. 


Hymenobacter 

7 Hymenobacter 
teraceae; Hymenobacter. 
Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Arthrobacter albus 


16 Arthrobacter albus Bacteria; 


; Arthrobacter. 
Thiobacillus 

6 Thiobacillus 

drogenophilaceae; 


ref|NR_025353.1 
1970584 197204 


Herbaspirillum 
9 Herbaspirillum 


frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 

104108 Bacteria_16S 2021678 2021721 76 118 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

104108 Bacteria_16S 2023167 2023210 76 118 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

104108 Bacteria_16S 2035188 2035231 76 118 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

104108 Bacteria_16S 2050778 2050821 76 118 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

104108 Bacteria_16S 2055267 2055294 1 28 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 2056860 2056903 76 118 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 2058399 2058442 76 i18 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104108 Bacteria_16S 2069037 2069080 76 118 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

104108 Bacteria_16S 2076683 2076726 76 118 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

104108 Bacteria_16S 2078243 2078286 76 Hee: gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

104108 Bacteria_16S 2081354 2081397 76 118 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

104108 Bacteria_16S 2104258 2104301 76 118 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

104108 Bacteria_16S 2149615 2149658 76 118 gi|219857635|ref|NR_025224.1| Prauserella halophila 


strain YIM 90001 
Actinobacteria; A 


104108 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


104108 Bacteria_16S 


californiensis st 
californiensis Ba 


104108 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


104108 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


104108 Bacteria_16S 


strain DSM 11853 


Proteobacteria; B 


104108 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


ctinobacteridae; Actinomycetales; Pseudo 
2155540 2155583 76 118 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 

Rubrobacter. 
2237474 2237517 76 118 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
2254212 2254255 76 118 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


qu 
Ru 


qu 
id 


en 
id 


2260380 2260423 76 118 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

2274273 2274316 76 


ia 
te. 


, 


118 gi 


etaproteobacteria; Burkholderiales; Burk 
2275807 2275850 76 118 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


ne 
ri 


104108 Bacteria_16S 


16S ribosomal RNA, partial sequence 2149165 21506 


nocardin 


219857631 


ence 
brobacte 


219857574 


ence 


iales; C 


219857563 


ce 22537 
iales Fa 


219857559 


1 sequen 
ridae; A 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 


holderia 


219857549 


e 22753 
ales; Bu 


2289367 2289394 1 28 gi 


219857539 


78 Prauserella halophila Bacteria; 
eae; Pseudonocardiaceae; Prauserella. 
ref|NR_025220.1] Rubrobacter 

2155131 2156606 Rubrobacter 
rales; Rubrobacterineae; 


Tindallia 

3 Tindallia 

indallia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


ref|NR_025147.1 
ce 2259931 226145 
ctinomycetales; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 

ref|NR_025137.1| Cupriavidus 

59 2276842 Cupriavidus campinensis 
rkholderiaceae; Cupriavidus. 
ref|NR_025127.1| Lachnobacterium bovis 


strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 


104108 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


104108 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


104108 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain IPT10 16S 


Proteobacteria; B 


104108 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


104108 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


104108 Bacteria_16S 


caledonica strain 
caledonica Bacter 


104108 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


104108 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


104108 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


104108 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


104108 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


104108 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


104108 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


104108 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


104108 Bacteria_16S 2516545 2516588 76 118 gi|219857366|ref|NR_024954.1 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 251756 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
Micrococcaceae; Arthrobacter. 

104108 Bacteria_16S 2531714 2531757 76 118 gi|219857356|ref|NR_024944.1 


strain LMG 3413 1 
Proteobacteria; B 


104108 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


104108 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


104108 Bacteria_16S 


strain O 16S ribo 
Actinobacteria; A 


104108 Bacteria_16S 


strain I 16S ribo 
Actinobacteria; A 


104108 Bacteria_16S 


strain DSM 43194 
Actinobacteria; A 


2289446 2289489 76 118 


gi 
ridia; Clostridiales; Lachnospiraceae; 
2305886 2306008 4 118 gi 
in ATCC BAA-173 16S ribosomal RNA, compl 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

2311960 2312015 1 56 gi 
in 34 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Geobacil 
2330163 2330206 76 118 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2343710 2343753 76 118 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 
2384696 2384739 76 


L 


v 


nc 
lu 


rk 


s 
e; 


118 gi 


etaproteobacteria; Burkholderiales; Burk 
2386220 2386263 76 118 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2436420 2436463 76 118 gi 


se 


’ 


etaproteobacteria; Burkholderiales; Burk 
2451599 2451634 1 36 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2453144 2453199 1 56 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2453224 2453267 76 118 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2498277 2498320 76 118 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2507458 2507501 76 118 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2508969 2509012 76 118 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


1 
ti 


1 
ti 


1 


ti 


Oc 


ce 
id 


ue 
R 


, 


2514973 2515020 9 56 


gi 


ridiales; Clostridiaceae; Caloramator. 


etaproteobacteria; Burkholderiales; Burk 
2558564 2558607 76 118 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

2564578 2564633 1 56 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2577015 2577058 76 118 gi 


Eu 
ia 


ri 


ctinobacteridae; Actinomycetales; Micr 
2578444 2578487 76 118 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
2610827 2610870 76 118 gi 


oc 


ctinobacteridae; Actinomycetales; Pseudo 


104108 Bacteria_16S 


219857539 
6S ribosomal RNA, partial sequence 2288984 22904 


219857525 


219857521 
219857509 
2329695 23312 


219857498 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 


219857469 
219857430 
6S ribosomal RNA, partial sequence 2436004 24374 


219857418 
219857417 
219857417 
219857384 


2497830 24993 


219857372 


219857371 


219857367 
somal RNA, partial sequence 2514611 2516064 Calor 


6S ribosomal RNA, partial sequence 2531266 25327 


219857338 
2558106 25596 


219857291 
219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 


219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 


219857258 
16S ribosomal RNA, partial sequence 2610373 26118 


ref|NR_025127.1 
teri 

ref 
ence 
ceta 


achnobac um. 
NR_025113.1 
230551 


Coryneb 


ete sequ 
Actinomy les; 
ref|NR_025109.1 


e 2311580 2313074 Geobac 
s 
ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025086.1 
equence 2343294 234473 


Actinomycetales; Propio 


holderia 


ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025018.1 


holderia 


quence 
Burkhold 


ceae; Cupriavidu 
ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref |NR_024972.1 


holderia 


sequence 
nomyceta 


sequence 
nomyceta 


sequence 
nomyceta 


yclaceae; Thauera. 
ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacte 
ref|NR_024959.1 

2508571 251001 
illales; Acetoba 


25070 
iaceae; 


nce 
hodospir 


ref 
amat 


NR_024955.1 
or coolhaasi 


; Cupriavidu 
NR_024926.1 


holderiaceae 


ref 
bacterium. 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref |NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref |NR_024889.1 


1 sequen 
diales; 


occineae 


occineae 


Pseudonocar 


nocardineae; 


2615525 2615568 76 118 gi 


219857255 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Geobacillus 
illus subterraneus 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Actinopolymorpha 

5 Actinopolymorpha 

nibacterineae; 


Burkholderia fungorum 


fungorum Bacteria; 


Les 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Seinonella 

3 Seinonella 
Thermoflavimicrobium 

8 Thermoflavimicrobium 

imicrobium. 
Thermoflavimicrobium 

8 Thermoflavimicrobium 

imicrobium. 

Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Thermohalobacter 
halobacter berrensis 


r. 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Arthrobacter 
0 Arthrobacter 


rococcineae; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss 
Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Eubacterium 

8 Eubacterium 
Eubacterium. 
Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 


ref|NR_024886.1 


Fusibacter paucivorans 


strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. 


Incertae Sedis; 


Fusibacter. 


104108 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


104108 Bacteria_16S 


strain BS5-8 16S 
Proteobacteria; 


6a3 16S ribosomal 


Betaproteobacteri 
104108 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


104108 Bacteria_16S 


subterraneus stra 
Bacteria; Proteob 


104108 Bacteria_16S 


strain MS1-3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; D 


104108 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


104108 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


104108 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


104108 Bacteria_16S 


strain Al-3 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_16S 


strain Yo-3 16S r 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


104108 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


104108 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


104108 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


104108 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


104108 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


104108 Bacteria_16S 


strain IFO 12513 
Actinobacteria; A 
104108 Bacteria_ 
strain IFO 13911 
Actinobacteria; A 
104108 Bacteria_ 
strain IFO 14915 
Actinobacteria; A 
104108 Bacteria_ 
strain IFO 12512 
Actinobacteria; A 


B 
104108 Bacteria_16S 


a; Rhodocyclales; Rhodocyclaceae; Azos 

2652209 2652252 76 118 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2674678 2674721 76 118 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
2677545 2677667 4 118 gi 


ribosomal RNA, partial sequence 


Cory 
2713398 2713425 1 28 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhy 
2718094 2718137 76 118 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 
2722537 2722592 1 56 gi 
tes; Bacillales; Alicyclobacillaceae; 
2730228 2730255 1 28 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
2747889 2747916 1 28 
ibosomal RNA, partial sequence 


Nann 
gi 


Micr 
2761476 2761519 76 118 gi 


ibosomal RNA, partial sequence 


2776643 2776686 76 118 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2791714 2791757 76 


’ 


its gi 
ridia; Clostridiales; Lachnospiraceae; 
2793092 2793135 76 118 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2794557 2794612 1 56 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2794635 2794678 76 118 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2795969 2796091 4 118 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 
2799012 2799134 4 


118 gi 


ctinobacteridae; Actinomycetales; Micr 
6S 2800535 2800657 4 118 gi 


ctinobacteridae; Actinomycetales; Micr 
6S 2802056 2802178 4 118 gi 


ctinobacteridae; Actinomycetales; Micr 
6S 2803577 2803699 4 118 gi 


ctinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 


2651733 26532 


2677198 26786 


2713036 27 


2729867 27 


2747544 27 


2761077 27 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
104108 Bacteria_16S 


16S ribosomal RNA, partial sequence 2791299 27 


16S ribosomal RNA, partial sequence 2798665 28 


16S ribosomal RNA, partial sequence 2800187 28 


16S ribosomal RNA, partial sequence 2801710 28 


16S ribosomal RNA, partial sequence 2803231 28 


pira. 
219857223 


r. 
219857204 


nebacterin 
219857179 
145 
gromyxa 
219857176 
al sequenc 
cteria; Bu 


219857173 
27221 
Alicycloba 
219857167 
313 
ocystineae 
219857155 
488 
ococcineae 
219857145 
624 
Acetobacte 
219857132 
sequence 
Actinomyc 


219857122 
926 
Coprococc 
219857121 
sequence 
iales; Clo 
219857120 
sequence 

idiales; C 
219857120 
sequence 

idiales; C 
219857119 
al sequenc 
e; Actinom 


219857117 
001 
omonospori 
219857116 
016 
omonospori 
219857115 
031 
omonospori 
219857114 
047 
omonospori 


2805099 2805221 4 118 gi 


2624722 2624765 76 118 gi|219857248|ref|NR_024878.1| Rhodanobacter 
strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

2649175 2649218 76 118 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

2650678 2650721 76 118 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 


ref|NR_024851.1| Azoarcus indigens 
16 Azoarcus indigens Bacteria; 


ocyclaceae; Azoarcus. 
219857206|ref|NR_024834.1| Thiobacter 
ence 2674215 2675666 Thiobacter subterraneus 


ref|NR_024832.1| Nocardia takedensis 
45 Nocardia takedensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_024807.1| Enhygromyxa salina 
15 Enhygromyxa salina Bacteria; 


ref|NR_024804.1 
e 2717632 271910 
rkholderiales; O 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Alicyclobacillus 
lobacillus pomorum 


ref|NR_024801.1 

61 2723688 Alicyc 

cillus. 

ref|NR_024795.1| Plesiocystis pacifica 

50 Plesiocystis pacifica Bacteria; 

; Nannocystaceae; Plesiocystis. 

ref|NR_024783.1| Arthrobacter russicus 

84 Arthrobacter russicus Bacteria; 

; Micrococcaceae; Arthrobacter. 

ref|NR_024773.1| Kozakia baliensis 

91 Kozakia baliensis Bacteria; 

raceae; Kozakia. 

ref|NR_024760.1| Streptomyces 
2776208 2777696 Streptomyces 

etales; Streptomycineae; 


, 


’ 


ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 
us. 
ref|NR_024749.1 
2792664 279412 
stridiaceae; Clo 
ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
lostridiaceae; Alkaliphilus. 
ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
lostridiaceae; Alkaliphilus. 
ref|NR_024747.1| Actinoplanes 
e 2795622 2797094 Actinoplanes 
ycetales; Micromonosporineae; 


Clostridium 
8 Clostridium 
stridium. 


ref|NR_024745.1| Actinoplanes lobatus 
36 Actinoplanes lobatus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 


219857113 


derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 


ref|NR_024741.1| Actinoplanes 
2804752 2806224 Actinoplanes 


derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


104108 Bacteria_16S 
consettensis stra 
consettensis Bact 
Micromonosporacea 
104108 Bacteria_16S 
campanulatus stra 
campanulatus Bact 
Micromonosporacea 
104108 Bacteria_16S 
6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


strain JCM 9312 1 


Catenuloplanes. 


104108 Bacteria_16S 
strain MK703-102F 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104108 Bacteria_16S 
kururiensis strai 
Proteob 
104108 Bacteria_16S 


Bacteria; 


cineracea strain 


cineracea Bacteri 
Streptomycetaceae 
104108 Bacteria_16S 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


104108 Bacteria_16S 


saccharophila str 
saccharophila Bac 


104108 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


104108 Bacteria_16S 
nitritogenes stra 


nitritogenes Bact 


104108 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


104108 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


104108 Bacteria_16S 


strain SJS0289-JS 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104108 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


104108 Bacteria_16S 


strain IFO 16068 


strain BS 16S rib 
Firmicutes; Clost 


104108 Bacteria_16S 


macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 


104108 Bacteria_16S 


thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 


104108 Bacteria_16S 


thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 


104108 Bacteria_16S 


2833819 2833941 4 118 gi 
1 16S ribosomal RNA, partial sequence 


2835454 2835497 76 118 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2842921 2842948 1 28 gi 
SK-3255 16S ribosomal RNA, complete se 


; Kitasatospora. 


2843002 2843045 76 
SK-3255 16S ribosomal RNA, 


118 gi 
complete se 


; Kitasatospora. 


2849218 2849261 76 118 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2867805 2867848 76 118 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


s 


2886382 2886421 80 118 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2889431 2889470 80 118 gi 


s 


ridia; Clostridiales; Eubacteriaceae; 
2890860 2890982 4 118 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 
2906032 2906154 4 118 gi 
1 16S ribosomal RNA, partial sequence 


2918451 2918494 76 118 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobacter 


2954604 2954647 76 118 


gi 
ne 
2975921 2975964 76 

osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2977404 2977447 76 118 gi 
n A1201 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2978936 2978979 76 118 gi 
rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
2980471 2980514 76 118 gi 
rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


118 gi 


C1 


ue 


’ 


se 
ae 


v 


qu 
ae 


, 


ne 


en 
Ea 


qu 
a; Actinobacteria; Actinobacteridae; Act 


qu 
a; Actinobacteria; Actinobacteridae; Act 


ed: 
219856879 
quence 

urkholde 


se 
B 


ia 


Eu 


se 


ne 


eq 


2806621 2806743 4 118 gi|219857112|ref|NR_024740.1 
in IFO 14913 16S ribosomal RNA, partial sequence 2806275 280774 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
e; Actinoplanes. 

2808143 2808265 4 118 gi|219857111|ref|NR_024739.1 
in IFO 12511 16S ribosomal RNA, partial sequence 2807796 280926 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
e; Actinoplanes. 

2829247 2829369 4 118 gi|219856904|ref|NR_024725.1 


omonospori 


219856901 


219856895 
ence 
inomycet 


219856891 
equence 


a; 


219856865 
equence 
les; 
219856863 
6S ribosomal RNA, partial sequence 2888980 28904 
bacteriu 
219856862 
quence 

Actinomyc 


219856852 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104108 Bacteria_16S 


219846937 
quence 


’ 


219846936 
ence 


v 


3000334 3000377 76 118 


gi 


219846923 


bacterin 
219856900 
ce 28349 
ales; 
219856895 
ence 

inomycet 


bacterin 
219856844 
uence 

ia; 


bacterin 
219846939 
2975480 29769 
ostridiu 
219846938 
nce 

Actinomyc 


neae; Micromonos 
ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024714.1 

2842551 284406 


ales; Streptomyc 


v 


28334 


Bu 


ref|NR_024714.1 
2842551 284406 
ales; Streptomyc 


’ 


ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref |NR_024698.1 
2867356 286884 
riales; Oxalobac 


Burkh 


ref |NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024682.1 


Eub 


m. 
ref|NR_024681.1 
2890502 289195 
etales; Micromon 


ref |NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref |NR_024663.1 

2918000 291946 
ogenophilales; H 


29056 


Hydr 
ref|NR_024639.1 


Gordoniacea 
NR_026531.1 


eae; 
ref 


m. 
ref |NR_026530.1 

2976976 297845 
etales; Streptom 


ref|NR_026529.1 
2978510 297999 
Actinomycetales; Strep 
ref|NR_026528.1 
2980041 298152 


Actinomycetales; Strep 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 

Burkholderia 
lderia kururiensis 
Burkholderia. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Kitasatospora 
5 Kitasatospora 
ineae; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Hydrogenophilus 

0 Hydrogenophilus 
ydrogenophilaceae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Streptomyces 
9 Streptomyces 
ycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 
tomycineae; 


ref|NR_026515.1 


Geobacillus pallidus 


strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Geobacillus. 


104108 Bacteria_16S 


europaeus strain DES11 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


104108 Bacteria_16S 


tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 


104108 Bacteria_16S 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Gordonia. 


Gordoniaceae; 
104108 Bacteria_16S 
immobile strain E 
Bacteria; 
104108 Bacteria_16S 


3003415 3003458 76 


3007903 3007946 76 


3022889 3023011 4 


3025921 3025964 76 


3033602 3033645 76 


118 gi| 219846921 |ref|NR_026513.1 
3002997 3004478 Glucon 
Rhodospirillales; Acetobacteraceae 
118 gi|219846918|ref|NR_026510.1 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 


cylindrosporum Bacteria; 


104108 Bacteria_16S 
hortensis strain 


Intrasporangiaceae; 
104108 Bacteria_16S 


dicarboxylicus strain CreMall 16S ribosomal RNA, partial 
dicarboxylicus Bacteria; 


Propionivibrio. 
104108 Bacteria_16S 


strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; 
104108 Bacteria_16S 


Firmicutes; 
3045796 3045839 76 


3054991 3055034 76 
Proteobacteria; 


3059543 3059586 76 


3061084 3061127 76 


HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 
Ornithinicoccus. 


118 gi|219846908|ref|NR_026500.1 
sequence 3022528 302398 

Cc 

118 gi|219846906|ref|NR_026498.1 
3025510 3026975 Phenyl 

Caulobacterales; Caulobacteraceae; 

id gi|219846900|ref|NR_026492.1 
3033166 303464 

Clostridia; Clostridiales; Clostridiaceae; C 
118 gi| 219846891 |ref|NR_026483.1 
3045360 304685 

inomycetales; Micrococci 

118 gi| 219846885 |ref|NR_026477.1 
sequence 3054533 305602 
Betaproteobacteria; Rhodocyclales; Rhodo 
118 gi|219846882|ref|NR_026474.1 


3059104 30605 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 


mechernichensis Bacteria; 


104108 Bacteria_16S 


Proteobacteria; 
3065521 3065564 76 


actinosclerus strain 1187 16S ribosomal RNA, partial sequence 


actinosclerus Bacteria; 


Hymenobacter. 
104108 Bacteria_16S 
limneticum strain 
Bacteria; 
104108 Bacteria_16S 
caribensis strain 


104108 Bacteria_16S 
strain TAGA27 16S 


104108 Bacteria_16S 
strain Z-7934 16S 
Firmicutes; 
104108 Bacteria_16S 


gifhornensis strain HR1- 


Micromonosporaceae; 
104108 Bacteria_16S 


intermedius strain TF2 1 


Bacteria; 
104108 Bacteria_16S 
pedioforme strain 


104108 Bacteria_16S 


strain DG-1 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
104108 Bacteria_16S 


riboso 
Clostridia; 


Proteobacteria; 


Bacteroidetes; 


3074380 3074423 76 


3077440 3077483 76 


3093986 3094029 76 


3101499 3101542 76 


Clostridiales; 
3102933 3103055 4 


3118098 3118141 76 
6S ribosomal RNA, 


3149539 3149580 21 


3202955 3202998 76 


3221098 3221141 76 


118 


118 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


118 


mal RNA, partial sequence 
Clostridiaceae; 


118 


118 


Thauera. 
ile gi| 219846881 |ref|NR_026473.1 
3060645 306213 
Betaproteobacteria; Rhodocyclales; Rhod 
118 gi|219846878|ref|NR_026470.1 
3065078 306652 
Sphingobacteria; Sphingobacteriales; Flexi 
118 gi| 219846872 |ref|NR_026464.1 
12 3075441 Ferrib 


cda-1 16S ribosomal RNA, partial sequence 30739 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


gi|219846870 


MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; 


gi| 219846859 
3093562 30950 


gi|219846854 
3101054 31025 
Tindallia. 


gi| 219846853 


2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 
Verrucosispora. 


gi| 219846843 


complete sequence 31176 


62 


118 


Clostridiales; Veillonellaceae; 


118 


Alphaproteobacteria; Rhodospirillales; 


gi| 219846822 


DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; 


gi|219846786 
3202501 32039 


gi| 219846773 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 


Bacteria; 
104108 Bacteria_16S 


agaricidamnosum strain Wlr3 16S ribosomal RNA, 
agaricidamnosum Bacteria; 


Janthinobacterium. 
104108 Bacteria_16S 
strain DSM 10022 
Firmicutes; 
104108 Bacteria_16S 


Clostridia; 


3222617 3222660 76 
Proteobacteria; 
3230093 3230136 76 


Clostridiales; 
3236252 3236295 76 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


118 


118 


118 


partial 
Betaproteobacteria; 


219846772 
sequence 


gi 


gi|219846767 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. I 


gi|219846763 


Rhodocyclaceae; 


Burkholderiales; 


Actinomycetales; 


Chromatiales; 


Oxalobacteraceae; 


Burkholderiales; 


300750 


Ferr 
ref |NR_026462.1 
3076975 307840 
Burkhol 
ref|NR_026451.1 
Micrococcaceae 
ref |NR_026446.1 


ref |NR_026445.1 
102586 310404 


Micromo 


Ww 


ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref|NR_026414.1 
149167 315062 
Chromatia 
NR_026378.1 


Ww 


ref 


ref|NR_026365.1 
51 3222119 Janthi 


ref|NR_026364.1 
3222170 322363 
Ox 


ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 


Gluconacetobacter 
acetobacter europaeus 
; Gluconacetobacter. 

Halospirulina 
4 3008891 Halospirulina 


Gordonia 
4 Gordonia 
orynebacterineae; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 

Clostridium 
4 Clostridium 
lostridium. 
Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Propionivibrio 
8 Propionivibrio 


cyclaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Gluconacetobacter 

acetobacter intermedius 

; Gluconacetobacter. 
Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 

Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 
Sporomusa. 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 


ref|NR_026355.1 


Streptomyces 


griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 


griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


Streptomycineae; 


104108 Bacteria_16S 


strain DSM 43764 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


104108 Bacteria_16S 
ribosomal RNA, 


strain Feox-1 16S 
Proteobacteria; B 


104108 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


104108 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 
ridiales; 


strain B 16S ribo 
Clostridia; Clost 


104108 Bacteria_16S 
ibosomal RNA, partial sequence 


strain 1A-C 16S r 


104108 Bacteria_16S 


strain DSM 44140 


ridia; 


3252801 3252844 76 


3269341 3269384 76 


3273964 3274007 76 


Clostridiales; 
3301372 3301415 76 


Blautia. 
3310519 3310562 76 


3321026 3321148 4 


118 


118 


complete sequence 
etaproteobacteria; Burkholderiales; Le 


118 


118 


118 


118 


gi 
Stre 


gi 


219846752 


16S ribosomal RNA, partial sequence 3252379 32538 


ptosporang 


219846741 


3268876 32703 


gi 


gi 


gi 


ptothrix. 
219846738 


6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


Eubacteriu 
219846720 


219846713 


3310081 33114 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


strain DSM 43039 


3331706 3331828 4 


118 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 


strain DSM 43151 


3333201 3333323 4 


118 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


104108 Bacteria_16S 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


104108 Bacteria_16S 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


104108 Bacteria_16S 
omal RNA, partial sequence 


DSM 803 16S ribos 


Micromonospora. 


104108 Bacteria_16S 
i 19 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycet 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


104108 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


104108 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


104108 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


104108 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


104108 Bacteria_16S 
ibosomal RNA, partial sequence 


strain M17C 16S r 


104108 Bacteria_16S 


strain DSM 20138 


3334695 3334817 4 


3337699 3337821 4 


3339211 3339333 4 


3340736 3340858 4 


3343782 3343904 4 


3345310 3345432 4 


3346836 3346958 4 


3348362 3348484 4 


3349978 3350021 76 


3377509 3377552 76 


3403244 3403287 76 


118 


118 


118 


118 


gi 


gi 


gi 


gi 


ococcineae 
219846705 


16S ribosomal RNA, partial sequence 3320684 33221 


nebacterin 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 


omonospori 
219846696 


16S ribosomal RNA, partial sequence 3332861 33343 


omonospori 
219846695 
1 sequence 
; Actinomy 


219846693 
al sequenc 


ref 


inea 


ref 


ref 

m. 
ref 

ias 
ref 


7 Bo 
ref 


eae; 
ref 


neae 
ref 


neae 
ref 


ceta 


ref 


e; Actinomycet 


219846692 
rtial sequ 
dae; Actin 


219846690 


3340376 3341852 Micro 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


118 


118 


118 


118 


118 


118 


118 


gi 


sequence 


gi 


813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


omonospori 


219846688 
33434 
ales; Micr 
219846687 
e 33449 
ales; Micr 


219846686 
ce 33464 
ales; Micr 


219846685 
33480 
ales; Micr 


219846684 


6S ribosomal RNA, partial sequence 3349528 33510 
etaproteobacteria; Burkholderiales; Bu 


rkholderia 
219846664 


3377063 33785 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


104108 Bacteria_16S 


3415383 3415426 76 


3454111 3454154 76 


118 


118 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846634 

34149 
Micr 


ales; 


gi 


219846607 


ref 
ence 
omyc 
ref 
mono 
neae 
ref 
omon 
ref 
omon 
ref 
omon 
ref 
omon 


ref 


ceae 
ref 


; De 
ref 


> Mi 
ref 


ococ 


26 Actinomadura 


00 Actinoplanes 


3334351 333579 


e 3337354 333881 


76 3347951 Micro: 


02 3349477 Micro: 


85 Arthrobacter 


64 3416365 Cellul 


NR_026344.1 
e; Thermomon 


NR_026333.1 


NR_026330.1 


NR_026312.1 
chinkii Bact 


NR_026305.1 


goriellaceae 
NR_026297.1 


Gordoniacea 
NR_026289.1 


; Micromonos 
NR_026288.1 


; Micromonos 
NR_026287.1 


les; Micromo 


NR_026285.1 


ales; Coryne 


NR_026284.1 
333886 
etales; Cory 


NR_026282.1 
spora rosari 
; Micromonos 


NR_026280.1 
osporineae; 
NR_026279.1 
osporineae; 
NR_026278.1 
osporineae; 
NR_026277.1 
osporineae; 
NR_026276.1 


; Paucimonas 
NR_026256.1 


rmacoccaceae 
NR_026235.1 


crococcaceae 
NR_026226.1 


cineae; Cell 


ref 


NR_026199.1 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Blautia schinkii 
eria; Firmicutes; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 
Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Micromonospora rosaria 
a Bacteria; 


poraceae; 


Micromonospora 


22 3344899 Micromonospora inositola 


Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 
Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 
Cellulomonas humilata 

omonas humilata 

ulomonadaceae; 


Kocuria kristinae 


strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 3455136 Kocuria kristinae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


104108 Bacteria_16S 
strain DSM 20550 


104108 Bacteria_16S 
strain DSM 20541 


104108 Bacteria_16S 
strain 6843 DSM 1 


104108 Bacteria_16S 
bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae; 
104108 Bacteria_16S 
glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae; 
104108 Bacteria_16S 
strain DSM 6984 1 
Proteobacteria; B 
104108 Bacteria_16S 
hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 
104108 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter. 
104108 Bacteria_16S 
strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subgen. 
104108 Bacteria_16S 
strain Anox B 16S 
Proteobacteria; B 
104108 Bacteria_16S 
pasteurianus stra 
pasteurianus Bact 
Acetobacter. 
104108 Bacteria_16S 
cellobioparum str 
cellobioparum Bac 
104108 Bacteria_16S 
lentocellum strai 
Bacteria; Firmicutes; 
104108 Bacteria_16S 
strain NCTC 83785 
Bacteria; Proteob 
104108 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae; 
104108 Bacteria_16S 
philippinensis st 
philippinensis Ba 
Micromonosporacea 
104108 Bacteria_16S 
verrucosospora st 
verrucosospora Ba 
Thermomonosporaceae; 
104108 Bacteria_16S 
rugatobispora str 
rugatobispora Bac 
Thermomonosporaceae; 
104108 Bacteria_16S 
strain FD 25934 1 


, 


Actinomadura. 
104108 Bacteria_16S 


16S ribosomal RNA, 
acteria; Betaproteobacteria; Neisseria 


3455640 3455683 76 


3457169 3457212 76 


3478389 3478416 1 


3485996 3486039 76 


3496632 3496675 76 


3522382 3522425 76 


3553072 3553115 76 


3554603 3554646 76 


3569731 3569774 76 


3589563 3589606 76 


3591088 3591131 76 


3594147 3594190 76 


Firmicutes; 
3597213 3597256 76 


Clostridia; 


3627262 3627305 76 


3639533 3639576 76 


3713761 3713883 4 


3724440 3724483 76 


rain A-184 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacterid 


Actinomadura. 
3725900 3725943 76 


Actinomadura. 
3727354 3727397 76 


3728808 3728851 76 


118 


16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


118 


16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


28 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; 
Coriobacterium. 


etaproteobacteria; Rhodocyclales; Rhod 


CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; 
Acetobacter. 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


ain DSM 1351 16S ribosomal RNA, partia 
teria; 


n RHM5 16S ribosomal RNA, partial sequ 


rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 


rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 


ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


6S ribosomal RNA, partial sequence 3726957 372 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
68 Arthrobacter agilis Bacteria; 
ococcineae; Micrococcaceae; Arthrobacter. 
gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
69 Nesterenkonia halobia Bacteria; 
ococcineae; Micrococcaceae; Nesterenkonia. 
gi|219846590|ref|NR_026182.1| Actinomyces georgiae 


luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 


luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; 


Actinomadura. 


Str 


43 Actinomyces georgiae Bacteria; 


nomycineae; Actinomycetaceae; Actinomyces. 
118 gi| 219846585 |ref|NR_026177.1| Streptomyces 
sequence 3485550 3487066 Streptomyces 
Actinomycetales; Streptomycineae; 
118 gi|219846578|ref|NR_026170.1| Coriobacterium 
equence 3496207 3497641 Coriobacterium 
Coriobacteridae; Coriobacteriales; Coriobacterineae; 
118 gi|219846561|ref|NR_026153.1| Thauera aromatica 
6S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
ocyclaceae; Thauera. 

118 gi|219846541|ref|NR_026133.1| Gluconacetobacter 

quence 3552654 3554134 Gluconacetobacter 
Rhodospirillales; Acetobacteraceae; 

118 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
1 sequence 3554185 3555667 Gluconacetobacter 
ria; Rhodospirillales; Acetobacteraceae; 

118 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
equence 3569313 3570792 Acetobacter aceti 

Rhodospirillales; Acetobacteraceae; Acetobacter; 

118 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 
3589120 3590619 Ideonella dechloratans Bacteria; 
Ideonella. 

118 gi|219846515|ref|NR_026107.1| Acetobacter 

sequence 3590670 3592148 Acetobacter 
ria; Rhodospirillales; Acetobacteraceae; 

118 gi|219846512|ref|NR_026104.1| Clostridium 
1 sequence 3593717 3595203 Clostridium 

Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
118 gi|219846509|ref|NR_026101.1| Clostridium 
ence 3596793 3598277 Clostridium lentocellum 
Clostridiales; Lachnospiraceae; Cellulosilyticum. 
118 gi| 219846487 |ref|NR_026079.1| Neisseria gonorrhoeae 
complete sequence 3626780 3628323 Neisseria gonorrhoeae 
les; Neisseriaceae; Neisseria. 

118 gi|219846479|ref|NR_026071.1| Streptomyces 
rtial sequence 3639104 3640605 Streptomyces 
acteridae; Actinomycetales; Streptomycineae; 

its gi| 219846427 |ref|NR_026018.1| Actinoplanes 
equence 3713443 3714853 Actinoplanes 
ae; Actinomycetales; Micromonosporineae; 

118 gi|219846418|ref|NR_026009.1| Actinomadura 

partial sequence 3724040 3725450 Actinomadura 
ae; Actinomycetales; Streptosporangineae; 

118 gi|219846417|ref|NR_026008.1| Actinomadura 
al sequence 3725501 3726906 Actinomadura 
e; Actinomycetales; Streptosporangineae; 

118 gi|219846416|ref|NR_026007.1| Actinomadura macra 

8359 Actinomadura macra Bacteria; 
Streptosporangineae; Thermomonosporaceae; 

118 gi|219846415|ref|NR_026006.1| Actinomadura 

3728410 3729818 Actinomadura 


eptosporangineae; 


104108 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


104108 Bacteria_16S 


strain IFO 14679 


Actinomadura. 


104108 Bacteria_16S 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


104108 Bacteria_16S 


strain 172 16S ri 


Proteobacteria; 
104108 Bacteria_16S 


D 


thermocisternum s 
thermocisternum B 


104108 Bacteria_16S 


norvegica strain 


Bacteria; 


Proteob 


Thermodesulforhab 


104108 Bacteria_16S 


strain SS-1 16S r 


Proteobacteria; 
104108 Bacteria_16S 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 


B 


3730262 3730305 76 118 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 
3731721 3731764 76 


118 gi 


les; Stre 


3733181 3733224 76 118 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

3761434 3761489 1 56 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3764481 3764524 76 118 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3776494 3776537 76 118 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 


gi 


3853710 3853753 76 118 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3875047 3875090 76 118 gi 


gi 


Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 


104108 Bacteria_16S 


3887504 3887547 76 118 gi 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
stercoraria Bacteria; Proteobacteria; Betaproteobacteri 


104108 Bacteria_16S 
strain N 155 16S 
Proteobacteria; 

104108 Bacteria_16S 
acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 
104108 Bacteria_16S 
strain BN 126 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
104108 Bacteria_16S 
strain ATH 2.2.1 
Proteobacteria; 

104108 Bacteria_16S 
strain IAM 12670 
Proteobacteria; 

104108 Bacteria_16S 
strain IAM 13153 


B 


B 


B 


3889043 3889086 76 118 
ribosomal RNA, partial sequence 


gi 


etaproteobacteria; Neisseriales; Neiss 
3927146 3927189 76 118 gi 
in RL-110 16S ribosomal RNA, complete 


; Streptomyces. 


3940479 3940522 76 118 
ribosomal RNA, partial sequence 


gi 


Rhodo 


3961274 3961317 76 118 gi 


etaproteobacteria; Burkholderiales; Ru 
3973133 3973176 76 118 gi 


etaproteobacteria; Burkholderiales; Ox 
3976005 3976048 76 118 gi 
16S ribosomal RNA, complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


104108 Bacteria_16S 
strain HY-35-12 1 
Firmicutes; 
104108 Bacteria_16S 
strain ATCC 15466 
Proteobacteria; 
104108 Bacteria_16S 
alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; 
104108 Bacteria_16S 
viol 

violaceinigra Bac 
104108 Bacteria_16S 
thalassicus strai 
thalassicus Bacte 
104108 Bacteria_16S 
thermodepolymeran 
thermodepolymeran 
Schlegelella. 
104108 Bacteria_16S 


Clost 


B 


Cc 


laceinigra str 


4025134 4025177 76 118 gi 
ridia; Clostridiales; Clostridiaceae; 
4037422 4037465 76 118 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Th 
4058420 4058463 76 118 gi 
rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
itricoccus. 
4059919 4059962 76 118 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
4183419 4183462 76 118 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
4189515 4189558 76 118 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 


4192586 4192629 76 118 gi 


strain ATCC 29799 16S ribosomal RNA, partial sequence 


Bacteria; 


Bactero 


idetes; Bacteroidia; Bacteroidales; 


eria; Actinobacteria; Actinobacteridae; 


se 
Ac 


16S ribosomal RNA, partial sequence 3731323 373 
Actinobacteria; Actinobacteridae; Actinomycetal 


pt 


eq 


v 


, 


se 
ri 


nc 
ob 


pt 


er 
pa 
a; 
er. 


se 


v 


bi 


br 


al 


11 


cl 


io 
ia 
ae 
al 


ri 


qu 
al 


i 
ba 


219846414 


219846413 


219846412 


219846391 
3761076 37625 


219846388 


219846379 


219846326 
3853246 38547 


219846312 


219846304 


219846302 


3888563 38900 


219846276 


219846265 
3940082 39414 


219846251 
16S ribosomal RNA, partial sequence 3960828 39622 


219846243 
16S ribosomal RNA, partial sequence 3972687 39741 
219846241 
219846206 
6S ribosomal RNA, partial sequence 4024698 40261 


219846198 


219846181 


219846180 


219846088 


219846083 


ref 
quence 
tinomycetale 

ref 
27 
ng 


osporanginea 


ref 
uence 
Actinomyceta 
ref 
Geobacterace 
ref 
quence 
diales; Pept 
ref 
e 37759 
acterale 


s; S 


ref 


othrix. 
ref 


Neis 
ref 

quen 

iale 
ref 


iaceae; 
rtial se 


Neisser 


Neis 
ref 


iaceae; 


quence 
Actinomyceta 
ref 


Afife 
ref 


aceae; 


ivivax. 
ref 
obacteraceae 
ref 
39756 
aceae; Mycop 
ref 
ostridium. 
ref 
40370 
monas. 
ref 
1 sequen 
Actino: 


; myce 
ref 

sequenc 
a; Burkholde 


ref 


rs 


ence 
es; ostr 


ref 


Pept 


rs 


sequence 


cteria; Burk 


219846080 


ref 


3729869 37312 


31 Actinomadura 


3732782 37341 


3764125 37655 


78 3777536 Thermo 


3926691 39282 


07 3977021 Mycop 


01 4038390 Thiomo 


ce 4057969 40594 


e 4059499 406093 


183005 418440 


189049 419056 


NR_026005.1 
7 
Pp 


s; Streptos 


NR_026004.1 


e; Thermomon 
NR_026003.1 
9 
° 


les; Strept 


NR_025982.1 


ae; Geobacte 
NR_025979.1 
1 
ococcaceae; 
NR_025970.1 


yntrophobact 


NR_025916.1 


NR_025902.1 


seria. 
NR_025894.1 
ce 388702 
s; Neisseria 
NR_025892.1 


seria. 

NR_025866.1 
2 
fo) 


les; Strept 


NR_025855.1 


lla. 
NR_025841.1 


NR_025833.1 
; Duganella 
NR_025831.1 
1 


lana. 
NR_025796.1 


NR_025788.1 


NR_025771.1 
4 
fe} 


tales; Micr 


NR_025770.1 


riales; Oxal 
NR_025678.1 


eptococcacea 
NR_025673.1 


holderiales; 


Actinocorallia 
2 Actinocorallia 
orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


Ce 
Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Streptomyces 
0 Streptomyces 
mycineae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Mycoplana bullata 
ana bullata Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Citricoccus 
8 Citricoccus 
coccineae; 


Duganella 
7 Duganella 
obacteraceae; 
Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Duganella. 


NR_025670.1 


Bacteroides capillosus 


4192139 4193621 Bacteroides capillosus 


Bacteroidaceae; 


Bacteroides. 


104108 Bacteria_16S 


104108 Bacteria_16S 


Clostridiales; 
104108 Bacteria_16S 


Clostridiales; 
104108 Bacteria_16S 
hispanicum strain 
Bacteria; 
104108 Bacteria_16S 
aquaticum strain 
Bacteria; 
104108 Bacteria_16S 


strain 961*00022/98 16S ribosomal RNA, partial sequence 
Actinobacteria; Coriobacteridae; 


104108 Bacteria_16S 


strain M069 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104108 Bacteria_16S 


strain HKI0088 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104108 Bacteria_16S 


strain HKI0088 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104108 Bacteria_16S 


strain SL-4 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
104108 Bacteria_16S 
thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 
104108 Bacteria_16S 


Peptococcaceae; 


Peptococcaceae; 


Bacteria; 


4194113 4194156 76 


4230289 42303161 


4230368 4230411 76 


4239417 4239460 76 


4240876 4240919 76 


33894 33916 96 


45663 45713 4 


65514 65564 4 


65608 65638 89 


100350 100372 96 


Bacillaceae; 
101917 101939 96 


Firmicutes; 


104951 104973 96 


11 


28 


1 


Desulfotomaculum. 


11 


GP34 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


11 


11 


Coriobacteriales; 


54 


54 


11 


11 


complete sequence 
Halobacillus. 


aie 


strain L420-91 16S ribosomal RNA, 
Bacillales; 


11 


8 gi 


gi 


8 gi 


219846079 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
219846048 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; 
Desulfotomaculum. 


ribosomal RNA, partial s 


219846048 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S 
Desulfotomaculum thermobenzoicum subsp. 


ribosomal RNA, partial s 


ref|NR_025669.1 


Kerstersia. 


ref|NR_025638.1 


ref|NR_025638.1 


Firmicutes; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 
Clostridia; 


Desulfotomaculum 
equence 4229850 4231400 


thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


8 gi 


Rhizobiales; Methylobacteriaceae; 
219846041 


8 gi 


GR16 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


265679041 


8 gi 


gi 
45374 


Corynebacterineae; Mycobacteri 
gi|265679020|ref|NR_029328.1 
65168 66643 


8 gi 
65168 


Micrococcineae; Bogoriellaceae 

8 gi|265678996|ref|NR_029304.1 
99832 101390 Halobacillus 

8 gi|265678995|ref|NR_029303.1 


8 gi 


wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
104108 Bacteria_16S 

G33 16S ribosomal 
Actinobacteridae; 
104108 Bacteria_16S 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


ulcerans Bacteria; 


RNA, 
Actinomycetales; Micrococcineae; Micr 


Clostridia; 
109416 109446 89 
partial sequence 


117138 117188 4 


Corynebacteriaceae; Corynebacterium. 


104108 Bacteria_16S 


134010 134040 89 


Thermoanaerobacterales; 


11 


54 


11 


8 gi 


gi 


8 gi 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Arthrobacter. 
104108 Bacteria_16S 


aurantiacus strain Ra 333 16S ribosomal RNA, partial se 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Kineococcus. 


Kineosporiaceae; 
104108 Bacteria_16S 


formicaceticum strain Al 16S ribosomal RNA, partial seq 
formicaceticum Bacteria; 


104108 Bacteria_16S 
strain KB740 16S 


104108 Bacteria_16S 
398 16S ribosomal RNA, 


147469 147499 89 


155128 155182 2 


Firmicutes; 
156769 156799 89 


173441 173495 1 
partial sequence 


11 


56 


Clostridia; 


11 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 


55 


173054 174520 Vibrio fischeri Bacte 


8 gi 


219846042 


Coriobacterineae; 
265679033 


partial sequence 101441 102925 
Paenibacillaceae; 


265678993 


Thermoanaerobacteraceae 
265678989 
108968 110448 Kocuria varians Bacte 
ococcaceae; 
265678984 
quence 116781 118270 
tinomycetales; 


265678973 
ales; 
265678964 


quence 
Actinomycetales; Kineospo 


ref |NR_025632.1 
4239011 4240418 Methyl 


ref |NR_025631.1 
4240469 4241874 Methyl 


ref |NR_029349.1 
34786 Atopob 
Coriobacteri 
ref |NR_029341.1 
Mycobacterium 


33436 


46777 


ref|NR_029328.1 


66643 


Aneurinibaci 


ref |NR_029301.1 
104486 105949 Thermo 


ref |NR_029297.1 


Kocuria. 


ref|NR_029292.1 


Corynebacte 
ref|NR_029281.1 
133546 135015 Arthro 


Micrococcineae; Micr 


ref |NR_029272.1 
147044 148460 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 
Micrococcineae; Bogoriellaceae 
265679020 


; Bogoriella. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Halobacillus litoralis 


litoralis Bacteria; 


Aneurinibacillus 
Aneurinibacillus 
llus group; 


Thermoanaerobacter 

anaerobacter wiegelii 

; Thermoanaerobacter. 
Kocuria varians strain 

ria; Actinobacteria; 


Corynebacterium 
Corynebacterium 
rineae; 


Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Kineococcus 
Kineococcus 
riineae; 


gi| 265678959 |ref|NR_029267.1| Clostridium 
uence 154728 156242 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
8 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
156293 157818 Azoarcus evansii Bacteria; 
ocyclaceae; Azoarcus. 
gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 


104108 Bacteria_16S 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial s 


acetylenicus Bacteria; 
Pelobacter. 
104108 Bacteria_16S 


kaustophilus strain BD 53 16S ribosomal RNA, partial se 
Bacillales; 


kaustophilus Bacteria; 
104108 Bacteria_16S 


199356 199410 2 
Proteobacteria; 
219683 219705 96 


Firmicutes; 
225499 225525 4 


56 


11 


30 


strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


gi 


Desulfuromonadales; P 

8 gi| 265678916 |ref|NR_029224.1 

quence 219184 220608 
Bacillaceae; Geobacillus. 

gi|265678912|ref|NR_029220.1 


265678930 
equence 
Deltaproteobacteria; 


ref|NR_029238.1 
198985 200521 


ria; Proteobacteria; 
Pelobacter 
Pelobacter 
elobacteraceae; 


Geobacillus 
Geobacillus 


Mycobacterium chitae 


225125 226581 Mycobacterium chitae Bacteria; 


104108 Bacteria_ 


novocastrense str 
novocastrense Bac 


Mycobacteriaceae; 
104108 Bacteria_ 
strain SEBR 7054 
Thermotogae; 
104108 Bacteria_ 


radiotolerans str 
radiotolerans Bac 


Rubrobacteraceae; 
104108 Bacteria_ 


strain W 1471 16S 
Clost 


Firmicutes; 
104108 Bacteria_ 
strain MSB-8 16S 
Thermotogae; 
104108 Bacteria_ 


strain CC-1 16S r 
Ther 


Thermotogae; 
104108 Bacteria_ 


subtile strain F3 
Bacteria; Actinob 


104108 Bacteria_ 


xylanilyticus str 
xylanilyticus Bac 


104108 Bacteria_ 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


104108 Bacteria_ 


massiliensis stra 
massiliensis Bact 


104108 Bacteria_ 


strain AIP 354.02 
Clost 


Firmicutes; 
104108 Bacteria_ 


ammonificans stra 
ammonificans Bact 
104108 Bacteria_16S 


strain YIM 70085 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104108 Bacteria_16S 


strain YIM 70085 


Ther 


Ther 


16S 242494 242544 4 54 gi 
ain 73 16S ribosomal RNA, complete seq 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

16S 247182 247204 96 


118 gi 


motogales; Thermotogaceae; Thermotoga. 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
16S 304534 304556 96 118 gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
16S 330463 330485 96 118 gi 
ibosomal RNA, partial sequence 


421795 421825 89 118 gi 
16S ribosomal RNA, partial sequence 421 


265678900 


uence 
e; Actinomycet 


265678897 


16S ribosomal RNA, partial sequence 246697 24821 


281272 28276 
Eubacteriu 


265678857 


304028 30558 


265678840 


329993 33159 


ococcineae 


265678773 
328 42283 


ref|NR_029208.1| Mycobacterium 
242123 243639 Mycobacterium 
ales; Corynebacterineae; 
ref|NR_029205.1| Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


16S 262092 262114 96 118 gi| 265678885 |ref|NR_029191.1| Rubrobacter 

ain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 

teria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacter. 

16S 281737 281759 96 118 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 
m. 
ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_029145.1| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


motogales; Thermotogaceae; Geotoga. 
16S 335125 335175 4 54 gi|265678834|ref|NR_029139.1| Bifidobacterium 

95 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
16S 375607 375629 96 118 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 389362 389392 89 118 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
n XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Myceligenerans. 
16S 392559 392581 96 118 gi|265678793|ref|NR_029098.1| Paenibacillus 
in 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 394053 394075 96 118 gi|265678792|ref|NR_029097.1| Oribacterium sinus 

16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Oribacterium. 
16S 407807 407857 4 54 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
in HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
eria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

421699 421749 4 54 gi| 265678773 |ref|NR_029078.1| Yaniella halotolerans 

16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 


; Yaniellaceae; Yaniella. 
ref|NR_029078.1| Yaniella halotolerans 
0 Yaniella halotolerans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

104108 Bacteria_16S 426408 426458 4 54 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

104108 Bacteria_16S 432702 432724 96 118 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104108 Bacteria_16S 451138 451160 96 118 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 
strain Met-12 16S ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

104108 Bacteria_16S 479991 480041 4 54 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

104108 Bacteria_16S 489401 489431 89 118 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

104108 Bacteria_16S 504840 504862 96 118 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 
strain DV1140 16S ribosomal RNA, partial sequence 504361 505871 Thermosipho atlanticus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

104108 Bacteria_16S 509285 509335 4 54 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104108 Bacteria_16S 524555 524585 89 118 gi|265678702|ref|NR_029007.1| Corynebacterium 


ciconiae strain BS13 16S ribosomal RNA, partial sequence 


52414 


6 525550 Corynebacterium ciconiae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


104108 Bacteria_ 


aquilae strain S 
Bacteria; Actino 
Corynebacterium. 


104108 Bacteria_ 


strain 173-96 16 
Proteobacteria; 


104108 Bacteria_ 


strain ID131577 
Actinobacteria; 


104108 Bacteria_ 


strain R9242 16S 
Actinobacteria; 


104108 Bacteria_ 


glaucum strain I 
glaucum Bacteria 
Corynebacteriace 


104108 Bacteria_ 


strain ED 11/3LL 
Aquificae; Aquif 


104108 Bacteria_ 


strain SL24 16S 
Thermotogae; The 


104108 Bacteria_ 


strain Z 4493 16 
Firmicutes; Clos 


104108 Bacteria_ 


40M4T 16S riboso 
Gammaproteobacte 


104108 Bacteria_ 


strain WoG13 16S 
Firmicutes; Clos 


104108 Bacteria_ 


pluranimalium st 
pluranimalium Ba 
Actinomycetaceae 


104108 Bacteria_ 


strain MV1075 16 
Thermotogae; The 


104108 Bacteria_ 


strain M343/98/2 
Actinobacteria; 


104108 Bacteria_ 


indolicum strain 
Bacteria; Proteo 


104108 Bacteria_ 


strain TOD45 16S 
Firmicutes; Baci 


104108 Bacteria_ 


strain RSA19 16S 
Firmicutes; Baci 


104108 Bacteria_ 


strain NVI 88/44 
Proteobacteria; 


104108 Bacteria_ 


marismortui stra 
Bacteria; Firmic 


104108 Bacteria_ 


nematophilus str 
nematophilus Bac 


104108 Bacteria_ 


strain J72 16S r 
Actinobacteria; 


104108 Bacteria_ 


naphthalenovoran 
naphthalenovoran 


104108 Bacteria_ 


strain S1 16S ri 
Actinobacteria; 


104108 Bacteria_ 


Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Conexibacter woesei 


3 Conexibacter woesei Bacteria; 


cter. 
Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 
Corynebacterium 
Corynebacterium 
ineae; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Vibrio lentus strain 
a; Proteobacteria; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Arcanobacterium 
Arcanobacterium 
mycineae; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Virgibacillus 
acillus marismortui 


Paenibacillus 
Paenibacillus 


Gordonia sinesedis 


Gordonia sinesedis Bacteria; 


e; Gordonia. 
Paenibacillus 
Paenibacillus 

us. 

Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 


16S 552012 552062 4 54 gi|265678684|ref|NR_028989.1 
-613 16S ribosomal RNA, partial sequence 551703 553077 Coryne 
bacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
16S 559633 559691 4 62 gi| 265678679 |ref|NR_028984.1 
S ribosomal RNA, partial sequence 559287 56077 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
16S 567353 567375 96 118 gi|265678674|ref|NR_028979.1 
16S ribosomal RNA, partial sequence 566874 56834 
Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexiba 
16S 568851 568881 89 118 gi| 265678673 |ref|NR_028978.1 
ribosomal RNA, partial sequence 568394 569881 Actinobaculum 
Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
16S 579246 579276 89 118 gi|265678666|ref|NR_028971.1 
MMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
ae; Corynebacterium. 
16S 603306 603356 4 54 gi| 265678649 |ref|NR_028954.1 
K 16S ribosomal RNA, partial sequence 602905 604369 Thermo 
icales; Desulfurobacteriaceae; Thermovibrio. 
16S 614140 614162 96 118 gi| 265678642 |ref|NR_028947.1 
ribosomal RNA, partial sequence 613678 61515 
rmotogales; Thermotogaceae; Petrotoga. 
16S 632334 632356 96 118 gi| 265678629 |ref|NR_028934.1 
S ribosomal RNA, partial sequence 631874 63335 
tridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
16S 644558 644612 1 55 gi|265678621|ref|NR_028926.1 
mal RNA, complete sequence 644174 645732 Vibrio lentus Bacteri 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 665751 665773 96 118 gi|265678605|ref|NR_028910.1 
ribosomal RNA, partial sequence 665236 66673 
tridia; Clostridiales; Syntrophomonadaceae; Pelospora. 
16S 668582 668628 8 54 gi|265678603|ref|NR_028908.1 
rain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino: 
; Arcanobacterium. 
16S 670204 670226 96 118 gi|265678602|ref|NR_028907.1 
S ribosomal RNA, partial sequence 669757 67122 
rmotogales; Thermotogaceae; Marinitoga. 
16S 673201 673251 4 54 gi|265678600|ref|NR_028905.1 
16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
16S 685156 685210 2 56 gi| 265678592 |ref|NR_028897.1 
In04 16S ribosomal RNA, partial sequence 684774 686292 Desulf 
bacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
16S 700493 700515 96 118 gi| 265678582 |ref|NR_028887.1 
ribosomal RNA, partial sequence 699985 701422 Paenibacillus 
llales; Paenibacillaceae; Paenibacillus. 
16S 701978 702000 96 118 gi| 265678581 |ref|NR_028886.1 
ribosomal RNA, partial sequence 701473 702909 Paenibacillus 
llales; Paenibacillaceae; Paenibacillus. 
16S 709056 709110 1 55 gi|265678576|ref|NR_028881.1 
1 16S ribosomal RNA, partial sequence 708668 710188 Aliivi 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
16S 718539 718561 96 118 gi| 265678569 |ref|NR_028873.1 
in 123 16S ribosomal RNA, complete sequence 718019 719581 Virgib 
utes; Bacillales; Bacillaceae; Virgibacillus. 
16S 761763 761785 96 118 gi| 265678538 |ref|NR_028842.1 
ain NEMla 16S ribosomal RNA, partial sequence 761257 762788 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 789342 789392 4 54 gi| 265678519 |ref|NR_028823.1 
ibosomal RNA, partial sequence 789013 790486 
Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
16S 797115 797137 96 118 gi|265678514|ref|NR_028817.1 
s strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 
s Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacill 
16S 836784 836834 4 54 gi| 265678488 |ref|NR_028791.1 
bosomal RNA, partial sequence 836449 83791 
Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
16S 851868 851898 89 118 gi| 265678478 |ref|NR_028781.1 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 


Kineosporiaceae; 


Kineococcus. 


Kineococcus 


851409 852783 Kineococcus 


104108 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


104108 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


104108 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


104108 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


104108 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


104108 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


104108 Bacteria_16S 


selenitireducens 
selenitireducens 


104108 Bacteria_16S 


strain Y9 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


104108 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


104108 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


104108 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


104108 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


104108 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


104108 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


104108 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


104108 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


104108 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


104108 Bacteria_16S 


DSM 
Thermotogae; 


4359 16S ribo 
Ther 


104108 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


104108 Bacteria_16S 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 


859460 859514 
osomal RNA, partial 
eltaproteobacteria; Desulfuromonadales 
874626 874656 89 118 gi 
CY-7113 16S ribosomal RNA, partial seq 


2 
sequence 


56 gi 


eae; Streptosporangium. 

898942 898964 96 118 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
901912 901973 1 62 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


905047 905069 96 118 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
Es 

957756 957778 96 118 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
959293 959315 96 118 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
963758 963808 4 54 gi 
osomal RNA, partial sequence 
Cory 
993122 993144 96 118 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1006847 1006869 96 118 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1008308 1008330 96 118 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1034242 1034264 96 118 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1046539 1046561 96 118 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1049478 1049528 4 54 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1055544 1055566 96 118 gi 


gi 


n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1063185 1063207 96 118 gi 


n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1103630 1103652 96 118 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1109722 1109744 96 118 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 

Collinsella. 
1133904 1133934 89 118 gi 
CECT 5990 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
e; Corynebacterium. 
1200531 1200553 96 118 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1202109 1202131 96 118 gi 


’ 


motogales; Thermotogaceae; 


1220097 1220119 96 


Thermotoga. 
118 gi 


bacillales; Carnobacteriaceae; Allofus 


859076 86059 


a; Actinobacteria; Actinobacteridae; Actinomycet 


963457 96488 


1006359 10077 


1007814 10092 


1103152 11046 


6S ribosomal RNA, partial sequence 1219617 12211 


265678472 
; Geobacte 
265678462 
uence 


265678445 
nce 89842 
nibacillus 
265678443 
quence 
eria; Chro 
265678441 
ence 90455 
aerobacter 


265678406 
ial sequen 
cillaceae; 
265678405 
1 sequence 
llaceae; B 
265678402 


nebacterin 
265678382 
ce 99261 
phomonadac 
265678373 


265678372 


265678355 
10337 
urinibacil 
265678347 
uence 
ceae; Cera 
265678345 
quence 
urobacteri 
265678340 
uence 
ae; Parali 
265678335 
uence 


265678306 


mily XIII. 
265678302 
sequence 
Coriobacte 


253680767 
equence 
ctinomycet 


228715386 
ce 12000 
es; Synerg 
228715358 
219878362 


tis. 


1235206 1235256 4 54 gi 


acillaceae; 


ref|NR_028775.1| Geobacter thiogenes 
6 Geobacter thiogenes Bacteria; 
raceae; Geobacter. 
ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 
ales; Streptosporangineae; 
ref|NR_028747.1| Paenibacillus 
7 899962 Paenibacillus koreensis 
ref |NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 
matiales; Ectothiorhodospiraceae; 
ref|NR_028743.1| Thermoanaerobacter 
8 906118 Thermoanaerobacter 
ales; Thermoanaerobacteraceae; 
ref|NR_028708.1| Geobacillus 
ce 957258 958773 Geobacillus 
Geobacillus. 
ref|NR_028707.1| Bacillus 
958824 960272 Bacillus 
acillus. 
ref|NR_028704.1| Nocardia cerradoensis 
2 Nocardia cerradoensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028684.1| Syntrophomonas 
4 994134 Syntrophomonas sapovorans 
eae; Syntrophomonas. 
ref|NR_028675.1| Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


ref 


NR_028674.1 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


ref 


71 1035187 Aneur 


lus 
ref 


1046039 10475 
siba 


1049100 10505 
acea 


ref 


1055053 10565 
obac 


ref 


1062699 10642 


; Al 
ref 


21 Mogibacterium 


Inc 
ref 
i 
rial 


ref 


R 


ales 


ref 


61 1201579 Amino 
ista 


ref 


somal RNA, partial sequence 1201630 1203111 Thermotog 


ref 


109258 11107 


133500 11348 


NR_028657.1 
Be 
group; Aneur 
NR_028649.1 
Z 
cillus. 
NR_028647.1 
8 
e; Balneariu 
NR_028642.1 
5 
illus. 
NR_028637.1 
3 
icyclobacill 
NR_028608.1 
ertae Sedis; 
NR_028604.1 
2 
es; Coriobac 
NR_028015.1 
8 
E: 


; Corynebac 


NR_027531.1 
b 
ceae; Aminob 
NR_027530.1 
a neapolitan 


NR_025501.1 


Aneurinibacillus 

nibacillus danicus 

inibacillus. 
Cerasibacillus 

2 Cerasibacillus 


Balnearium 
0 Balnearium 
m. 
Paraliobacillus 
2 Paraliobacillus 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Collinsella 
0 Collinsella 
terineae; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


219878254 


ref 


NR_025393.1 
123486 


Mycobacterium 
8 1236341 Mycobacterium 


frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


104108 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


104108 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


104108 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


104108 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacte 


104108 Bacteria_16S 


thermacidophilum 


Bifidobacteriales 


104108 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


104108 Bacteria_16S 
6S ribosomal RNA, partial sequence 1333148 13346 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


104108 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


104108 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


104108 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


104108 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


104108 Bacteria_16S 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


104108 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


104108 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


104108 Bacteria_16S 


strain CCM 132 16 
Actinobacteria; A 


104108 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 


104108 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


104108 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


Mycobacterium. 

1236858 1236880 96 118 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1269904 1269958 2 56 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


1290802 1290852 4 54 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

1313561 1313583 96 118 gi 
ockii strain HTD4 16S ribosomal RNA, 

rales; Thermoanaerobacteraceae; Thermo 
1330386 1330436 4 54 gi 
subsp. porcinum strain P3-14 16S ribos 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria 


; Bifidobacteriaceae; Bifidobacterium. 


1332092 1332114 96 118 gi 


ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1333513 1333563 4 54 gi 


acteria; Actinobacteridae; Actinomycet 


1335131 1335153 96 118 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1383482 1383536 2 56 gi 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1394032 1394054 96 118 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; 


gi 


Lachno 
gi 


Thermotoga. 


104108 Bacteria_16S 


strain IBS G15036 


219878251 
ence 12363 
spiraceae; 
219846400 
sequence 

ia; Desulf 


228720812 
e 12904 


228718892 


219846082 
omal RNA, 


228721494 
equence 

s; Thermot 
228721490 
ales; Micr 


228721489 


1334683 13361 


228716944 


1383100 13845 


spiraceae; 
228715897 


1393543 13950 


tinomyceta 


partial se 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
anaerobact 


v 


ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


Corynebacterium 
bacterium urealyticum 
rineae; 


Thermoanaerobacter 
4 1314606 


ref 
quen 


NR_027577.1 
ce 131309 


er. 
ref|NR_025672.1| Bifidobacterium 
complete sequence 1330013 1331535 


Actinobacteria; Actinobacteridae; 


ref|NR_027617.1 

1331586 133309 
ogaceae; Thermos 
ref|NR_027613.1 
32 Beutenbergia 
ococcineae; Beu 


Thermosipho 
7 Thermosipho 
ipho. 

Beutenbergia cavernae 
cavernae DSM 12333 
tenbergiaceae; 


ref|NR_027612.1| Petrotoga mobilis 
55 Petrotoga mobilis SJ95 Bacteria; 


ref|NR_027557.1| Roseburia intestinalis 
81 Roseburia intestinalis L1-82 
Roseburia. 

ref|NR_027542.1| Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


ref|NR_027541.1| Marinitoga piezophila 
48 Marinitoga piezophila KA3 Bacteria; 


Paenibacillus 
acillus antarcticus 


ref|NR_027213.1 
76 1436085 Paenib 
ref |NR_027203.1 
32 1448409 Mogiba 
mily XIII. Incer 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref|NR_027193.1| Kocuria carniphila 

11 Kocuria carniphila Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_027191.1| Mogibacterium diversum 
73 Mogibacterium diversum Bacteria; 


, 


1395588 1395610 96 118 gi| 228715882 
bosomal RNA, partial sequence 1395106 13965 
motogales; Thermotogaceae; Marinitoga. 

1435063 1435085 96 118 gi| 224581431 
n 20CM 16S ribosomal RNA, partial sequence 14345 
tes; Bacillales; Paenibacillaceae; Paenibacillus 

1447416 1447438 96 118 gi| 224581422 
P9a-h 16S ribosomal RNA, partial sequence 14469 
tes; Clostridia; Clostridiales; Clostridiales Fa 

1457679 1457725 8 54 gi|224581414 

LcCDcC 89/0504 16S ribosomal RNA, partial sequenc 
ia; Actinobacteria; Actinobacteridae; Actinomyce 

1457772 1457802 89 118 gi|224581414 

LCDC 89/0504 16S ribosomal RNA, partial sequenc 
ia; Actinobacteria; Actinobacteridae; Actinomyce 

1460761 1460791 89 118 gi| 224581412 
S ribosomal RNA, partial sequence 1460297 14618 
ctinobacteridae; Actinomycetales; Micrococcineae 

1463882 1463904 96 118 gi|224581410 
ibosomal RNA, partial sequence 1463419 14648 
ridia; Clostridiales; Clostridiales Family XIII. 

1465395 1465425 89 118 gi| 224581409 
ibosomal RNA, partial sequence 1464924 14664 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 

1489637 1489663 4 30 gi| 219846947 

16S ribosomal RNA, partial sequence 14892 
acteria; Actinobacteridae; Actinomycetales; Cory 

1489737 1489767 89 118 gi| 219846947 

16S ribosomal RNA, partial sequence 14892 


Incertae Sedis; Mogibacterium. 
ref|NR_027190.1| Azoarcus buckelii 

33 Azoarcus buckelii Bacteria; 

; Azoarcus. 

ref |NR_026539.1| Corynebacterium durum 
76 1490698 Corynebacterium durum 
nebacterineae; Corynebacteriaceae; 
ref|NR_026539.1| Corynebacterium durum 


76 1490698 Corynebacterium durum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


104108 Bacteria_16S 
brockii subsp. 


104108 Bacteria_16S 
strain JCM3369 16 


1506058 1506080 96 


lactiethylicus strain SEBR 5268 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 


1527266 1527296 89 


lactie 
Thermoanaerobacteraceae; 


118 


118 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
104108 Bacteria_16S 
strain JCM3146 16 


1528770 1528800 89 


118 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
104108 Bacteria_16S 
strain JCM 3325 1 


1534813 1534843 89 


118 


6S ribosomal RNA, partial sequence 1534373 15358 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
104108 Bacteria_16S 


canariasense strain 502329 16S ribosomal RNA, partial sequence 
canariasense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
104108 Bacteria_16S 
bolidensis strain 


Intrasporangiaceae; 
104108 Bacteria_16S 


1560381 1560431 4 


1625819 1625849 89 


1688204 1688226 96 


54 


118 


CCUG 47306 16S ribosomal RNA, partial 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; 
Arsenicicoccus. 


118 


strain 6AG 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
104108 Bacteria_16S 


CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


104108 Bacteria_16S 
karajensis strain 
Bacteria; Firmicutes; 
104108 Bacteria_16S 


lales; 


Bacillaceae; 
1698958 1699012 1 


1702209 1702231 96 


Bacillales; 
1705209 1705231 96 


Bacillus. 


55 


MA-2 16S ribosomal RNA, partial sequence 
Bacillaceae; 


strain HS-5 16S ribosomal RNA, partial sequence 


Actinobacteria; 
104108 Bacteria_16S 


atypicum strain R2070 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
104108 Bacteria_16S 


rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


1709759 1709789 89 


1726342 1726392 4 


Mycobacteriaceae; Mycobacterium. 


104108 Bacteria_16S 


strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


104108 Bacteria_16S 


moriokaense strain DSM 44221 16S ribosomal RNA, partial 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
104108 Bacteria_16S 


agaridevorans strain DSM 1355 16S ribosomal RNA, partial 
agaridevorans Bacteria; 


104108 Bacteria_16S 


agarexedens strain DSM 1327 16S ribosomal RNA, partial 


agarexedens Bacteria; 
104108 Bacteria_16S 


1729418 1729468 4 


1730930 1730980 4 


1778040 1778062 96 


Firmicutes; 
1779589 1779611 96 


Firmicutes; Bacillales; 
1781032 1781082 4 


Bacillales; 


Rubrobacteridae; Thermoleophilales; Thermoleophil 


118 gi| 219878406 
17017 

Halobacillus. 
118 gi|219878404 
1704738 17061 
118 gi|219878401 


54 


54 


54 


118 


118 


Paenibacillaceae; 


54 


strain 4-0 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


104108 Bacteria_16S 


carmonensis strain LMG 20964 16S ribosomal RNA, partial 


carmonensis Bacteria; 
104108 Bacteria_16S 


1790068 1790090 96 


Firmicutes; Bacillales; 
1791500 1791554 1 


R-3712 16S ribosomal RNA, partial sequence 


104108 Bacteria_16S 
stellifer strain 
Bacteria; Firmicutes; 
104108 Bacteria_16S 


1800705 1800727 96 


Bacillales; 
1803839 1803861 96 


118 


Bacillaceae; 


55 


1791138 1792572 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


118 


IS1 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


118 


16S ribosomal RNA, 
thylicus 
Thermoanaerobacter. 


Paenibaci 


gi| 219846365 
Bacteria; 


gi| 219857435 
1526835 15282 


Streptosporangineae; 


gi] 219857434 
1528339 15297 


Streptosporangineae; 


gi] 219857414 


Streptosporangineae; 


gi| 219846147 


Actinomy 
219878459 


sequence 
Actinomyce 


gi 


gi|219878415 
1687712 16892 


gi|219878408 


17093 
Cory 


gi| 219878390 


gi|219878388 


219878387 
sequence 
Actinomyc 


gi 


219878351 
sequence 
llaceae; 
219878350 
sequence 


gi 


gi 


Pp 
gi|219878349 
1780670 17821 


219878342 
sequence 
Virgib 
219878341 


gi 


gi 


219878335 
18002 


gi 


Paenibacillus. 


o chagasii Bacte 


ref|NR_025956.1 


Firmicutes; 


ref |NR_025023.1 
88 Actinomadura 


ref |NR_025022.1 


ref|NR_025002.1 
13 Actinomadura 


ref |NR_025737.1 
1560055 156148 
cetales; 


ref|NR_025598.1 
1625384 162685 
tales; Micrococc 


ref|NR_025554.1 


ref|NR_025547.1 
© pomeroyi Bacte 


ref|NR_025545.1 
02 1703230 Haloba 
ref|NR_025543.1 
aceae; Thermoleo 
ref|NR_025540.1 


12 1710793 Coryne 
nebacterineae; C 


ref |NR_025529.1 
1725987 172747 
ales; Corynebact 


ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref|NR_025490.1 

1777548 177905 
Paenibacillus. 
ref|NR_025489.1 

1779107 178061 
aenibacillus. 
ref |NR_025488.1 


; Micrococcaceae 
ref |NR_025481.1 

1789570 179108 
acillus. 
ref |NR_025480.1 


ref|NR_025474.1 
19 1801737 Paenib 


gi| 219878333 


necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


Thermoanerobacter 


partial sequence 1505601 1507107 
Clostridia; 


Actinomadura yumaensis 


yumaensis Bacteria; 
Thermomonosporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 
Thermomonosporaceae; 


Actinomadura vinacea 


vinacea Bacteria; 
Thermomonosporaceae; 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Halobacillus 
cillus karajensis 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Virgibacillus 
7 Virgibacillus 


Vibrio chagasii strain 
ria; Proteobacteria; 


Paenibacillus 
acillus stellifer 


ref|NR_025472.1 
1803341 180486 


Virgibacillus 
2 Virgibacillus 


104108 Bacteria_16S 1813029 1813051 96 118 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 
strain SL25 16S ribosomal RNA, partial sequence 1812567 1814048 Petrotoga sibirica Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

104108 Bacteria_16S 1823808 1823830 96 118 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

104108 Bacteria_16S 1832807 1832857 4 54 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

104108 Bacteria_16S 1848126 1848172 8 54 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

104108 Bacteria_16S 1848214 1848244 89 118 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

104108 Bacteria_16S 1870937 1870959 96 118 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


strain 3S-1 16S r 
Firmicutes; Bacil 


104108 Bacteria_16S 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


104108 Bacteria_16S 


strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
104108 Bacteria_16S 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


104108 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


strain LMG 18419 
Firmicutes; Bacil 


104108 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


104108 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


104108 Bacteria_16S 


strain CF-43 16S 


strain ET-5b 16S 
Firmicutes; Bacil 


104108 Bacteria_16S 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


104108 Bacteria_16S 
ATCC 19420 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


104108 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1900234 1900264 89 118 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

1907221 1907271 4 54 gi 
16S ribosomal RNA, partial sequence 
1910324 1910354 89 


118 gi 


Actinomyces. 


1914853 1914875 96 118 gi 


tes; Bacillales; Paenibacillaceae; 
1916414 1916436 96 118 gi 


16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


1968244 1968266 96 118 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
2030637 2030667 89 118 gi 
DSM 20132 16S ribosomal RNA, partial s 


gi 


e; Corynebacterium. 


2033557 2033607 4 54 gi 


Mycobacterium. 


2038289 2038311 96 118 gi 


104108 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 


n CM1l 16S ribosomal RNA, partial seque 
Pae 


motogales; Thermotogaceae; Thermosipho 
104108 Bacteria_16S 


a; Actinobacteria; Actinobacteridae; Act 


1870444 18719 


se 
Ac 


no 


ia 
e; 


nc 
ni 


1942327 1942349 96 118 gi| 219878233 |ref|NR_025372.1 
16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus 
lales; Paenibacillaceae; Paenibacillus. 

1952987 1953037 4 54 gi|219878226|ref|NR_025365.1 

CCUG 39784 16S ribosomal RNA, partial sequence 1952641 195404 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
e; Corynebacterium. 

1954457 1954507 4 54 gi|219878225|ref|NR_025364.1 
in CCUG 38702 16S ribosomal RNA, partial sequence 1954098 195552 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinom 
Actinomyces. 

1958981 1959031 4 54 gi|219878222|ref|NR_025361.1 


1958616 19601 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104108 Bacteria_16S 


oc 


ed 


eq 


se 


16S ribosomal RNA, partial sequence 2037802 20 


219878263 


219878258 


219878256 


219878252 


219878250 


219878216 
1967755 19691 


219878175 


219878172 


219878169 


ref |NR_025402.1 
1899804 190110 
tales; Micrococc 


quence 
tinomyce 


ref |NR_025397.1 

68 1908267 Actino 
mycineae; Actinomycetace 
ref|NR_025395.1 
ce 1909867 191128 
ales; Actino 


19068 


1 sequen 
Actinomycet 


ref |NR_025391.1 
61 1915860 Paenib 
ref|NR_025389.1 
11 1917433 Thermo 


e 19143 
bacillus 


19159 


7 Mi 
ref 


occineae crococcaceae 


NR_025355.1 


micanus. 

ref |NR_025314.1 
2030195 203163 

ales; Corynebact 


is; Ther 
uence 
inomycet 


’ 


ref|NR_025311.1 
2033216 203470 
ales; Corynebact 


quenc 
inomy: 


e 
cet 


, 


ref|NR_025308.1 


39307 Virgibacillus 


lales; Bacillaceae; Virgibacillus. 

2047675 2047697 96 118 gi|219878160|ref|NR_025299.1 
ibosomal RNA, complete sequence 2047168 2048707 Paenibacillus 
lales; Paenibacillaceae; Paenibacillus. 

2059980 2060002 96 118 gi|219878150|ref|NR_025289.1 


Eu 


75 Geobacillus vulcani Bacteria; 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Actinomyces 

2 Actinomyces 
mycineae; 


Paenibacillus 
acillus azoreducens 


Thermosipho geolei 
sipho geolei Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Corynebacterium 
7 Corynebacterium 
terineae; 


Actinomyces 
0 Actinomyces 


ycineae; 


Arthrobacter albus 


16 Arthrobacter albus Bacteria; 


’ 


Arthrobacter. 
Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Virgibacillus proomii 
proomii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


2059520 2060972 Eubact 
bacterium. 


Eubacterium sulci 
erium sulci Bacteria; 


104108 Bacteria_ 


xylanilyticus str 
xylanilyticus Bac 
104108 Bacteria_1 
lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 
104108 Bacteria_1 
thermolithotrophu: 
thermolithotrophu: 
104108 Bacteria_1 


strain HSL-3 16S 


16S 2070642 2070664 96 

ain XE 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; 
6S 2079815 2079845 89 118 


118 gi 


gi 


eae; Propionimicrobium. 


6S 2087504 2087546 76 118 gi 


6S 2119432 2119454 96 
ribosomal RNA, 


118 
partial sequence 


gi 


complete seq 
Paeniba 


in DSM 4903 16S ribosomal RNA, partial 


eria; Actinobacteria; Actinobacteridae; 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 


219878143 
uence 
cillaceae; 
219878136 
sequence 


v 


219878131 
1 
su 

219857655 


2118933 21204 


Actinomy 


sequence 
1lfurobac 


ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref|NR_025275.1 

2079371 208087 
cetales; Propion 


ref|NR_025270.1 
2087053 208849 
teriaceae; Desul 
ref|NR_025244.1 
54 Halobacillus 


Thermobacillus 
8 Thermobacillus 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Halobacillus salinus 


salinus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

104108 Bacteria_16S 2131386 2131436 4 54 gi|219857647|ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104108 Bacteria_16S 2138962 2139012 4 54 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

104108 Bacteria_16S 2161495 2161545 4 54 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
104108 Bacteria_16S 2173717 2173767 4 54 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

104108 Bacteria_16S 2182935 2182965 89 118 gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

104108 Bacteria_16S 2190591 2190613 96 118 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

104108 Bacteria_16S 2192088 2192110 96 118 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

104108 Bacteria_16S 2225253 2225275 96 118 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104108 Bacteria_16S 2226814 2226836 96 118 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104108 Bacteria_16S 2266631 2266653 96 118 gi|219857555|ref|NR_025143.1| Geobacillus toebii 


strain SK-1 16S r 
Firmicutes; Bacil 


104108 Bacteria_16S 2312084 2312106 96 118 gi|219857521|ref|NR_025109.1 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobac 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104108 Bacteria_16S 2339173 2339195 96 118 gi|219857502|ref|NR_025090.1 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 234021 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; 
104108 Bacteria_16S 2345283 2345305 96 118 gi| 219857497 |ref|NR_025085.1 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104108 Bacteria_16S 2387771 2387793 96 118 gi|219857468|ref|NR_025056.1 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermo 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 
104108 Bacteria_16S 2396833 2396855 96 118 gi|219857462|ref|NR_025050.1 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 239781 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Famil 
Anaerobranca. 

104108 Bacteria_16S 2421376 2421426 4 54 gi| 219857445 |ref|NR_025033.1 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 242250 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Rhodococcus. 

104108 Bacteria_16S 2428871 2428893 96 118 gi|219857438|ref|NR_025026.1 
Sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 242981 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desu 
104108 Bacteria_16S 2431877 2431899 96 118 gi|219857436|ref|NR_025024.1 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


tes; Bacillales; Paenibacillaceae; 


2266147 22676 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Heliobacterium 

4 Heliobacterium 
Heliobacterium. 
Paenibacillus 
acillus granivorans 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Anaerobranca 

8 Anaerobranca 

y XIV. Incertae Sedis; 


v 


Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 


Paenibacillus 


2431410 2432897 Paenibacillus chinjuensis 
Paenibacillus. 


104108 Bacteria_16S 
paradoxus strain ARh1l 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
104108 Bacteria_16S 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 24511 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyel 
104108 Bacteria_16S 
peptonophila stra 
peptonophila Bact 
104108 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 


2440918 2440979 1 62 gi 


2450172 2450194 96 118 


gi 


2451722 2451744 96 118 


gi 
eria; Firmicutes; Bacillales; 


2454775 2454805 89 118 gi 


in KCTC 9740 16S ribosomal RNA, partia 
Thermoac 


s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


219857426 
ce 
ales; 

219857419 


la. 
219857418 
di 
ti 
219857415 
sequence 
er 


24405 
Ecto 


sequence 
nomyceta 


idae; Ac 


ref 


ref 


ref 


ref 


72 2442029 Thioa 
thio 


2451243 24527 
ceae 


2454319 24557 
tino 


NR_025014.1 
se 
rhodospirace 
NR_025007.1 


NR_025006.1 

4 
; Seinonella 
NR_025003.1 
3 
M 


mycetales; 


Thioalkalivibrio 


kalivibrio paradoxus 
ae; 


Thioalkalivibrio. 
Laceyella putida 


92 Laceyella putida Bacteria; 


Seinonella 


3 Seinonella 


Arthrobacter 


2 Arthrobacter 
icrococcineae; 


Micrococcaceae; Arthrobacter. 
104108 Bacteria_16S 2466866 2466888 96 118 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 24678 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
104108 Bacteria_16S 2499829 2499859 89 118 gi| 219857382 
strain MF63 16S ribosomal RNA, partial sequence 2499368 25008 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
104108 Bacteria_16S 2504405 2504427 96 118 gi| 219857379 
olearium strain SR1 16S ribosomal RNA, partial sequence 25039 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
104108 Bacteria_16S 2527146 2527168 96 118 gi| 219857359 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 25266 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 
104108 Bacteria_16S 2564676 2564698 96 118 gi|219857291 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequen 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; 
104108 Bacteria_16S 2572254 2572296 14 56 gi| 219857286 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiale 
104108 Bacteria_16S 2593861 2593911 4 54 gi| 219857272 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
104108 Bacteria_16S 2626257 2626287 89 118 gi| 219857247 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Propionibacteriaceae; Tessaracoccus. 

104108 Bacteria_16S 2627829 2627851 96 118 gi 
halotolerans strain NN 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 
104108 Bacteria_16S 2629268 2629314 8 54 gi| 219857239 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 26303 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 
104108 Bacteria_16S 2639864 2639914 4 54 gi| 219857231 
strain CIP 103464 16S ribosomal RNA, partial sequence 26395 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
104108 Bacteria_16S 2641408 2641462 2 56 gi| 219857230 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 26425 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 
104108 Bacteria_16S 2643109 2643131 96 118 gi| 219857229 
campinasensis strain 324 16S ribosomal RNA, partial sequence 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
104108 Bacteria_16S 2655114 2655144 89 118 gi|219857221 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 2667016 2667046 89 118 gi 
taberi strain DSM 43856 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Saccharopolyspora. 
104108 Bacteria_16S 2668531 2668561 89 118 gi 
spinosa strain DSM 44228 16S ribosomal RNA, partial seq 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Act 
Pseudonocardiaceae; Saccharopolyspora. 
104108 Bacteria_16S 2679198 2679220 96 118 gi 
juripiscarius strain IS40-3 16S ribosomal RNA, partial 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
104108 Bacteria_16S 2688044 2688094 4 54 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 
m. 
ref|NR_024970.1| Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 
; Azoarcus. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref|NR_024947.1| Desulfotomaculum 
73 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024917.1 
2571864 257337 
s; Clostridiacea 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024877.1 
2625807 262727 
cetales; Propion 


Sporobacterium 
acterium olearium 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Clostridium 
7 Clostridium 
e; Clostridium. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


219857246 
nce 26273 


ref |NR_024876.1 
22 2628862 Gracil 


Gracilibacillus 
ibacillus halotolerans 


ref|NR_024867.1| Thermus scotoductus 
81 Thermus scotoductus Bacteria; 


ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024858.1 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Desulfocella halophila 
73 Desulfocella halophila Bacteria; 
cteraceae; Desulfocella. 
ref|NR_024857.1| Paenibacillus 
2642624 2644131 Paenibacillus 
Paenibacillus. 
ref|NR_024849.1 
2654667 265613 
tales; Corynebac 


Corynebacterium 
8 Corynebacterium 
terineae; 


219857212 
ence 26665 
ales; Pseu 


ref |NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


219857211 
uence 
inomycetal 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


219857203 
sequence 


ref|NR_024831.1 
2678696 268021 


Lentibacillus 
9 Lentibacillus 


104108 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
104108 Bacteria_16S 
hydrogeniphila strain 29W 16S ribosomal RNA, partial se 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrog 
104108 Bacteria_16S 


sendaiensis strai 


sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclob 
104108 Bacteria_16S 


strain Al-3 16S r 


glycanilyticus st 
glycanilyticus Ba 


104108 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


104108 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


104108 Bacteria_16S 


strain Lp2 16S ri 


strain IHB1 16S r 
Thermotogae; Ther 


104108 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


104108 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


104108 Bacteria_16S 


halophilum strain 
halophilum Bacter 


104108 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


104108 Bacteria_16S 
16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104108 Bacteria_16S 


strain IFO 16068 


strain JaH 16S ri 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain 10.268-1 1 


hydrogenophilus s 
hydrogenophilus B 


104108 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain RF-4 16S r 


Deinococcus-Thermus; 
104108 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


104108 Bacteria_16S 


G 
104108 Bacteria_16S 


2722660 2722682 96 118 gi 


2727207 2727253 8 54 gi 


2728840 2728862 96 118 gi 
n NTAP-1 16S ribosomal RNA, partial se 


2747997 2748027 89 118 
ibosomal RNA, partial sequence 


gi 


° 
2778222 2778244 96 118 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2785705 2785727 96 118 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2788837 2788859 96 118 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2790247 2790269 96 118 gi 


e 
a 


i 
c 


Cc 
n 


ogae; Thermotogales; Thermotogaceae; Th 
2814210 2814240 89 118 gi 
bosomal RNA, partial sequence 
° 
2827848 2827870 96 118 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
2846151 2846173 96 118 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2874141 2874163 96 118 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2877298 2877320 96 118 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2892360 2892414 1 55 gi 
bosomal RNA, partial sequence 


gi 


b 


e 


n 
2983584 2983606 96 118 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2984981 2985031 4 54 


gi 


gi 


n 
2995584 2995637 1 54 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3001922 3001944 96 118 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3021359 3021405 8 54 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3027518 3027540 96 118 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3083647 3083669 96 118 gi 


i 


n 
Vv 


ae 
t 


219857173 


Al 
219857169 
qu 
en 
219857168 
qu 
ac 
219857155 
2747544 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104108 Bacteria_16S 


Cc 


219857131 


q 
c 


219857126 


a 
ah 


219857124 


e 
i 


6S ribosomal RNA, partial sequence 2789778 27 


e 


219857107 
2813767 28152 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104108 Bacteria_16S 


Cc 


219856905 
2827347 28288 


219856893 


mi 
219856875 


s 
a 


219856873 
qu 


’ 


219856861 
2892009 28935 


ammaproteobacteria; Vibrionales; Vibrionaceae; V 
2937977 2938007 89 118 gi| 219856831 
in IFO 14455 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
e; Actinoalloteichus. 
2954524 2954574 4 54 gi| 219856820 


e 


219846934 
2983106 29845 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104108 Bacteria_16S 


e 


219846926 


s 
Cc 


219846922 


c 
i 


T 


219846905 


a 
r 


27 
icycl 


221 
oba 


ence 
othermac 
ence 

illaceae 
488 
occineae 
uence 
illac 


1 seq 
obaci 


uen 
lla 


27 
bacil 


883 


912 


rmotoga. 


occineae 


28456 
ly XIII. 


equence 
cillus. 


ence 
Salimic 


bacterin 


bacterin 


equence 


aceae; H 


e 30014 
hermus. 


1 sequen 
idiales; 


219846866 


eae; 


lus. 
219857123 


bacillus. 
219846909 
3021006 30224 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024797.1 

2726822 272832 
eae; Persephonel 
ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref |NR_024783.1 
84 Arthrobacter 
; Micrococcacea 
ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024752.1 
65 2789727 Paenib 


Alicyclobacillus 
lobacillus pomorum 


Persephonella 
8 Persephonella 
la. 
Alicyclobacillus 
6 Alicyclobacillus 
us. 
Arthrobacter russicus 
russicus Bacteria; 
e; Arthrobacter. 
Paenibacillus 
8 Paenibacillus 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Paenibacillus 
acillus koleovorans 


ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 
ref|NR_024735.1| Tetrasphaera elongata 
09 Tetrasphaera elongata Bacteria; 

; Intrasporangiaceae; Tetrasphaera. 
ref|NR_024726.1| Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 


, 


ref|NR_024694.1| Pullulanibacillus 
2873633 2875172 Pullulanibacillus 

ref|NR_024692.1| Salimicrobium 
2876799 2878315 Salimicrobium 

robium. 

ref|NR_024680.1| Vibrio rumoiensis 

02 Vibrio rumoiensis Bacteria; 

ibrio. 

ref|NR_024650.1| Actinoalloteichus 
2937540 2939007 Actinoalloteichus 

cetales; Pseudonocardineae; 

ref |NR_024639.1| Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 


ref|NR_026525.1| Nocardia flavorosea 

05 Nocardia flavorosea Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_026518.1] Hydrogenobacter 
2995219 2996732 Hydrogenobacter 


ydrogenobacter. 
ref|NR_026514.1| Brevibacillus 
33 3002946 Brevibacillus thermoruber 


ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacte 


r. 


ref|NR_026497.1| Desulfonispora 
ce 3027026 3028532 Desulfonispora 
Peptococcaceae; Desulfonispora. 
ref|NR_026458.1| Thermoanaerobacter 


3083185 3084666 Thermoanaerobacter 


104108 Bacteria_16S 3088071 3088093 96 118 gi 
histidinovorans strain Z-7940 16S ribosomal RNA, partia 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; 
104108 Bacteria_16S 3092480 3092510 89 118 gi| 219846860 
strain TA68 16S ribosomal RNA, partial sequence 3092041 30935 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
104108 Bacteria_16S 3110472 3110494 96 118 gi| 219846848 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; 
104108 Bacteria_16S 3113520 3113550 89 118 gi|219846846 
strain DSM 12081 16S ribosomal RNA, complete sequence 31130 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
104108 Bacteria_16S 3119652 3119682 89 118 gi 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial se 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Ac 
Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 3121117 3121139 96 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial s 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibaci 
104108 Bacteria_16S 3122664 3122686 96 118 gi 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacil 
104108 Bacteria_16S 3133026 3133056 89 118 gi| 219846833 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
104108 Bacteria_16S 3147991 3148041 4 54 gi| 219846823 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 31476 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
104108 Bacteria_16S 3174036 3174058 96 118 
mathranii strain A3 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterale 
104108 Bacteria_16S 3200069 3200099 89 118 gi 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, par 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Acti 
Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 3205971 3206001 89 118 gi 
mastitidis strain S-8 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
104108 Bacteria_16S 3207496 3207526 89 118 gi 
sundsvallense strain CCUG 36622 16S ribosomal RNA, part 
sundsvallense Bacteria; Actinobacteria; Actinobacterida 
Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 3214992 3215022 89 118 gi 
imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
104108 Bacteria_16S 


219846863 
1 


oc 
219846842 
quence 

: bonis 
219846841 
equence 
llaceae; 
219846840 
ence 31221 


118 gi 


: ales; 


219846805 
31735 


gi 


Ss; 
219846788 
tial seque 
no 


219846784 
ce 32055 


ales; Cory 


219846783 
ial sequen 
e; 


219846777 
32145 
ales; Cory 
3231645 3231667 96 118 gi| 219846766 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 32326 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 
104108 Bacteria_16S 3234718 3234740 96 118 gi| 219846764 
lipolytica strain JW265 16S ribosomal RNA, partial sequence 32342 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadac 
104108 Bacteria_16S 3246913 3246935 96 118 gi| 219846756 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Pep 
104108 Bacteria_16S 3278522 3278544 96 118 gi| 219846735 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubact 
104108 Bacteria_16S 3280041 3280063 96 118 gi| 219846734 
strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 32810 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacte 
104108 Bacteria_16S 3281560 3281582 96 118 gi| 219846733 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 
carbinolicum Bacteria; Firmicutes; Clostridia; Clostridiales; Eub 
104108 Bacteria_16S 3283084 3283106 96 118 gi| 219846732 
wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubact 


sequence 


occineae; 


yclaceae 


nomyceta 


Aneur 


occineae 


Cory 


Thermoa 


bacterid 


Actinomycet 


NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref|NR_026452.1 
3 Micrococcaceae 
ref |NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref |NR_026434.1 
119211 312059 
Corynebacte 


w 


les; 


ref 
3 


NR_026433.1 
120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026425.1 


; Dermacoccaceae 
ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


ref |NR_026397.1 
65 3175071 Thermo 
naerobacteracea 
ref|NR_026380.1 
nce 319961 
ae; Actinomyceta 


ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


ref |NR_026375.1 
ce 3207052 320851 
ales; Coryne 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
ref|NR_026324.1 

3282621 328409 
eriaceae; Acetob 


104108 Bacteria_16S 3284609 3284631 96 118 gi| 219846731 


e: 


Natronincola 
0 Natronincola 
Natronincola. 
Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 

Ammoniphilus 
philus oxalaticus 
iphilus. 

Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Corynebacterium 

4 3201013 Corynebacterium 
les; Corynebacterineae; 


v 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Thermosyntropha 
syntropha lipolytica 
opha. 
Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 


ref|NR_026323.1 


Acetobacterium woodii 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacte 


rium. 


104108 Bacteria_16S 


strain 1A-C 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104108 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


104108 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


104108 Bacteria_16S 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104108 Bacteria_16S 


strain DSM 44183 


strain DSM 7083 1 


halophilus strain 
halophilus Bacter 


104108 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain DSM 20138 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


104108 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


104108 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


104108 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


104108 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


104108 Bacteria_16S 


strain DSM 20541 
Actinobacteria; A 


104108 Bacteria_16S 


strain DSM43338 
Actinobacteria; A 


104108 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


104108 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


104108 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


104108 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


104108 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


3310436 3310486 4 54 
ibosomal RNA, partial sequence 


gi 


3322553 3322607 2 56 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 


ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 
3322648 3322670 96 118 gi 


n JW/SL-NZ613 16S ribosomal RNA, parti 


ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 
3336190 3336240 4 54 gi 


3356158 3356188 89 118 gi 


3360875 3360897 96 118 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3362441 3362463 96 118 gi 


lales; Bacillaceae; Salimicrobium. 


3403163 3403213 4 54 gi 


3416770 3416820 4 54 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 


Actinomyces. 
3416876 3416906 89 118 gi 
rain CIP 103149 16S ribosomal RNA, par 


cteria; Actinobacteria; Actinobacterid 
Actinomyces. 
3431617 3431647 89 118 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 
3433066 3433096 89 118 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3451039 3451061 96 118 gi 


motogales; Thermotogaceae; 


3457089 3457139 4 


Thermotoga. 
54 gi 


ctinobacteridae; Actinomycetales; Micr 
3473805 3473855 4 54 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3493630 3493680 4 54 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3495010 3495060 4 54 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


3495102 3495132 89 118 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


3523890 3523920 89 118 gi 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 


v 
e; 


104108 Bacteria_16S 


219846713 


3310081 33114 
ococcineae 


219846704 
al sequenc 


219846704 
al sequenc 
er 


219846694 


ne 
219846679 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104108 Bacteria_16S 


oc 
219846676 
sequence 

e; Marinoc 
219846675 


16S ribosomal RNA, partial sequence 3361953 33634 


219846643 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104108 Bacteria_16S 


oc 

219846633 
ti 
ae 


’ 


219846633 
tial seque 
ae; Actino 


, 


219846623 
sequence 
Actinomyce 


219846621 
ence 34326 


ales; Cory 


219846609 


6S ribosomal RNA, partial sequence 3450571 34520 


219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


ococcineae 
219846593 
34734 
nebacterin 
219846580 
sequence 
Actinomyce 


219846579 
34946 
ales; Pseu 
219846579 
34946 
ales; Pseu 
219846560 
equence 


tinomyceta 


219846558 
ete sequen 
idiales; C 


3526946 3526968 96 118 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 

3539193 3539215 96 118 gi 


erobactera 


obactera 


bacterin 


occineae 


occineae 


al seque 
Actino: 


ref|NR_026305.1 


; Bogoriellaceae 
ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref|NR_026271.1 
; Dermabacterace 
ref |NR_026268.1 
3360383 336190 
occus. 
ref |NR_026267.1 
41 Salimicrobium 


ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026225.1 
nce 341641 
mycetales; Actin 
ref 
nce 
myce 


NR_026225.1 
341641 
tales; Actin 
ref|NR_026215.1 
3431175 343257 
tales; Corynebac 


ref |NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


ref|NR_026201.1 


ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026172.1 

3493260 349458 
tales; Pseudonoc 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref|NR_026152.1 
3523483 352488 
les; Pseudonocar 


ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 


219846550 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


hodleri Bacteria; 


ae; Dermabacter. 
Marinococcus 
2 Marinococcus 


album Bacteria; 


; Arthrobacter. 


Actinomyces 


omycineae; 
Actinomyces 
omycineae; 
Corynebacterium 
5 Corynebacterium 
terineae; 
Corynebacterium 
bacterium xerosis 


orynebacteriaceae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


halobia Bacteria; 
Nesterenkonia. 
Rhodococcus ruber 


’ 


e; Rhodococcus. 
Thermocrispum 

8 Thermocrispum 

ardineae; 


crispum agreste 
seudonocardiaceae; 


crispum agreste 
seudonocardiaceae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Clostridium 
8 Clostridium 
lostridium. 


ref |NR_026142.1 


strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Mycobacterium hodleri 


aceae; Mycobacterium. 
Dermabacter hominis 
06 Dermabacter hominis Bacteria; 


Salimicrobium album 


Arthrobacter ilicis 
ilicis Bacteria; 


6 3417841 Actinomyces 


6 3417841 Actinomyces 


Nesterenkonia halobia 


occus ruber Bacteria; 


Thermocrispum agreste 


Thermocrispum agreste 


Bacillus agaradhaerens 


104108 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


104108 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
104108 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


104108 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


104108 Bacteria_16S 


halophilum strain 
halophilum Bacter 


104108 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


104108 Bacteria_16S 


restrictus strain 
restrictus Bacter 


104108 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


104108 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


104108 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


104108 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


104108 Bacteria_16S 


brockii subsp. fi 


Thermoanaerobacte 


104108 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


104108 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


104108 Bacteria_16S 


strain JC1078 16S 
Actinobacteria; A 


104108 Bacteria_16S 


strain JC1078 16S 
Actinobacteria; A 


104108 Bacteria_16S 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


104108 Bacteria_16S 


strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 


104108 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


104108 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


Thermoanaerobacter brockii subsp. 


3540765 3540787 96 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3556199 3556229 89 118 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 
3571312 3571342 89 118 gi 
ribosomal RNA, partial sequence 
Bifidobacteriales; 
3630333 3630387 2 56 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3631858 3631912 2 56 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3653313 3653335 96 118 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3657776 3657830 1 55 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3665639 3665661 96 118 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3712300 3712350 4 54 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


118 gi 


gi 


Turi 


gi 


, 


, 
se 
le 


s 
rd 


qu 
le 


en 
al 


3721304 3721354 4 54 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3778064 3778086 96 118 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
3881243 3881265 96 118 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
Es 


gi 


qu 
na 


3882815 3882837 96 118 gi 
nnii strain AKo-1 16S ribosomal RNA, p 
finni 
rales; Thermoanaerobacteraceae; Thermo 
3904339 3904361 96 118 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
4038803 4038853 4 54 gi 
LTA-388 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

4053802 4053852 4 54 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
4053898 4053928 89 118 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
4058339 4058389 4 54 gi 
rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
itricoccus. 

4076557 4076579 96 


ar 


an 


ti 
il 


qu 
Ac 


gi 


Micr 
gi 


oc 


oc 


ia 


118 gi 


ridia; Thermoanaerobacterales; Thermoana 
4082833 4082855 96 118 gi 
2301083 16S ribosomal RNA, partial seque 
a; Firmicutes; Bacillales; Paenibacillac 
4085717 4085743 2 28 gi 
ribosomal RNA, partial sequence 


ridia; Clostridiales; Syntrophomonadacea 


104108 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


219846549 
complete sequence 3540266 35417 


219846538 
3555718 35572 
yclaceae 
219846528 
3570843 35723 
cella. 
219846485 
3629961 36314 
Geobacte 
219846484 
3631486 36329 
Geobacte 
219846469 
quence 
S; 
219846466 
equence 
a; 
219846461 
ence 

S; 
219846428 
ce 37119 
es; 


219846420 


219846378 
3777587 37790 


219846308 
ence 
erobacte 


219846307 
tial sequenc 
i Bacteria; 


219846184 
4053509 40 
occin 
219846184 
4053509 40 
occin 
219846181 
1 sequen 
ae; 


v 


219846168 
6S ribosomal RNA, partial sequence 4076074 40 
eroba 


219846164 
nce 
eae; 
219846162 
4085324 40 


e; 


4105269 4105291 96 118 gi 
S ribosomal RNA, partial sequence 


lales; Paenibacillaceae; Paenibacillus. 


219846149 
4104804 4106311 Paenibacillus lactis Bacteria; 


es; 


aerobact 
219846292 
al seque 
laceae; 

219846197 
ence 
tinomyce 


ref|NR_026141.1 


ref|NR_026130.1 


7 ZO 
ref 


ogloea. 
NR_026120.1 


ref|NR_026077.1 


race 
ref 


ae; Geobacte 
NR_026076.1 


raceae; Geobacte 
ref|NR_026061.1 
3652827 365435 
coccaceae; Desul 
ref|NR_026058.1 

3657404 365891 
omonadales; 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


Pepto 


Alter 


Pepto 


Micr 


ref|NR_026011.1 


52 3722442 Mycoba 
nebacterineae; 


37209 
Cory 


ref |NR_025969.1 


ref|NR_025898.1 

3880766 388228 
rales; Thermoana 
ref|NR_025897.1 
e 388233 
Firmicutes; 
er. 
ref 
nce 


NR_025882.1 
390383 
Paenibacillus. 
ref|NR_025787.1 
4038441 403994 
tales; Corynebac 


ref|NR_025774.1 
29 Serinicoccus 
; Intrasporangia 
ref|NR_025774.1 
29 Serinicoccus 
; Intrasporangia 
ref|NR_025771.1 
ce 4057969 405944 
inomycetales; Micro 


549 
eae 


549 
eae 


Act 
ref|NR_025758.1 
776 
cterales Family IV. 
ref|NR_025754.1 
4082348 408382 
nibacillus. 


ref|NR_025752.1 


Pae 


868 


Syntrophomonas. 


Shewanellaceae; 


Clostridia; 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


Ty 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


ts 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Shewanella 
0 Shewanella 
Shewanella. 
Dehalobacter 
8 Dehalobacter 
obacter. 
Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Mycobacterium 
cterium hassiacum 


Mycobacteriaceae; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 

8 3883860 
Paenibacillus 

4 3905341 Paenibacillus 
Mycobacterium 

7 Mycobacterium 


terineae; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 

coccineae; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Paenibacillus 
2 Paenibacillus 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


ref|NR_025739.1 


Paenibacillus lactis 


104108 Bacteria_16S 4115681 4115731 4 
strain W4937 16S ribosomal RNA, partial 
104108 Bacteria_16S 4124945 4124995 4 
KMM 
Actinobacteridae; 
104108 Bacteria_16S 
KMM 
Actinobacteridae; 
104108 Bacteria_16S 


4125037 4125067 89 


4132643 4132665 96 


54 
sequence 


54 


3905 16S ribosomal RNA, partial sequence 4124587 4126026 Ko 
Actinomycetales; Micrococcineae; Micrococcaceae; 


118 


3905 16S ribosomal RNA, partial sequence 4124587 4126026 Ko 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


118 


strain MSS-155 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillaceae; 
104108 Bacteria_16S 4172731 4172753 96 


nitratireducens strain Met 79 16S ribosomal RNA, partial 
Clostridia; 


nitratireducens Bacteria; Firmicutes; 
104108 Bacteria_16S 4198533 4198555 96 
ehimensis strain 
ehimensis Bacteria; 
104108 Bacteria_16S 
salicampi strain 
Bacteria; Firmicutes; 
104108 Bacteria_16S 

strain N-3 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; 
104108 Bacteria_16S 4219831 4219853 96 
lactatifermentans 
lactatifermentans Bacteria; 
104108 Bacteria_16S 15456 


Firmicutes; 
4209090 4209112 96 


Bacillales; 
4212147 4212169 96 


Firmicutes; 


15477 97 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Spirochaetales; Leptospiraceae; 


Bacteria; 
104108 Bacteria_16S 
flavescens strain 


Spirochaetes; 


32368 32389 97 


Microbacterium. 


104108 Bacteria_16S 35163 35200 1 


Bacillales; 


complete sequence 


Halobacillus. 


118 


118 


SF-20 16S ribosomal RNA, partial sequence 
Bacillaceae; 


strain G17 16S ribosomal RNA, partial 


118 


401 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


38 


gi|219846140 


4115405 41168 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219846133 


gi| 219846133 


gi|219846125 


4132144 41336 


gi| 219846098 


gi|219846076 


KCTC 3748 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


118 gi|219846069 
42085 

Lentibacillus. 
118 gi| 219846067 
4211641 42131 

Geobacillus. 

118 gi| 219846061 
sequence 
Clostridia; Clostridiales 
118 gi| 265679053 


gi|265679042 


gi| 265679040 


brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 


brennaborense Bacteria; Spirochaetes; 
104108 Bacteria_16S 39558 39595 1 

condimenti strain F-2 16S ribosomal RNA, 
Bacteria; Firmicutes; Bacillales; 
104108 Bacteria_16S 42749 
synnemataformans 
synnemataformans 
Nocardiopsaceae; 
104108 Bacteria_16S 
strain B 5329 16S 


42770 97 


Nocardiopsis. 


48831 48852 97 


104108 Bacteria_16S 70002 70039 1 


38 


complete sequence 
Staphylococcus. 


118 


strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 


118 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


38 


Spirochaetales; Spirochaetaceae; 


gi| 265679037 


gi| 265679035 


gi| 265679031 


48372 


gi| 265679017 


succinivorans strain S1-1 16S ribosomal RNA, partial sequence 


succinivorans Bacteria; Firmicutes; 
104108 Bacteria_16S 77462 77511 #7 


Clostridia; 


56 


Clostri 


gi| 265679012 


joergensenii strain B331 16S ribosomal RNA, partial sequence 


joergensenii Bacteria; 
Desulfospira. 
104108 Bacteria_16S 
dassonvillei subsp. 
Nocardiopsis dassonvillei subsp. 
Actinomycetales; 
104108 Bacteria_16S 
arabaticum strain 
arabaticum Bacteria; 
104108 Bacteria_16S 


Proteobacteria; 


85035 85056 97 


106476 106497 97 


Firmicutes; 
117239 117260 97 


Clostridia; 


Deltaproteobacteria; 


118 


dassonvillei strain IMRU 509 16S ri 


gi| 265679006 


Paenibacillus. 


al sequenc 
Leptospira. 


31915 
Micrococcineae; Microbacteriaceae; 


39179 


partial s 
idae; Actinomycetales; 


49856 
nomycineae; 


Desul 


bosomal RNA, partial sequence 


ref|NR_025730.1| Rhodococcus gordoniae 
07 Rhodococcus gordoniae Bacteria; 
Nocardiaceae; Rhodococcus. 


ref|NR_025723.1| Kocuria marina strain 


curia marina Bacteria; Actinobacteria; 


Kocuria. 


ref|NR_025723.1| Kocuria marina strain 


curia marina Bacteria; Actinobacteria; 


ref|NR_025715.1| Halobacillus locisalis 
65 Halobacillus locisalis Bacteria; 
Garciella 


ref|NR_025688.1 


sequence 4172278 4173748 Garciella 
Clostridiales; 


Eubacteriaceae; Garciella. 
ref|NR_025666.1| Paenibacillus 
198059 4199510 Paenibacillus 


rs 


ref|NR_025659.1| Lentibacillus 
91 4210111 Lentibacillus salicampi 


ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


ref|NR_025651.1| Clostridium 

4219342 4220838 Clostridium 
; Clostridiaceae; Clostridium. 
ref|NR_029361.1| Leptospira interrogans 
e 15032 16427 Leptospira interrogans 


ref |NR_029350.1| Microbacterium 
33385 Microbacterium flavescens 


ref|NR_029348.1] Treponema 
34837 36333 Treponema 
Treponema. 
ref|NR_029345.1| Staphylococcus 
40723 Staphylococcus condimenti 
ref |NR_029343.1| Nocardiopsis 
equence 42294 43754 Nocardiopsis 


Streptosporangineae; 


ref |NR_029339.1| Actinobaculum schaalii 
Actinobaculum schaalii Bacteria; 
Actinomycetaceae; Actinobaculum. 

ref |NR_029325.1| Schwartzia 
69637 71125 Schwartzia 

diales; Veillonellaceae; Schwartzia. 

ref|NR_029320.1| Desulfospira 

77090 78536 Desulfospira 


fobacterales; Desulfobacteraceae; 


ref |NR_029314.1| Nocardiopsis 


84580 86040 


dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; Nocardiopsaceae; 


118 


118 


gi| 265678991 


Z-7288 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


gi| 265678984 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 


ulcerans Bacteria; 
Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 126400 126421 97 


strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


104108 Bacteria_16S 132335 132388 1 
strain R-10 16S ribosomal RNA, complete 
Bacteroidetes; Sphingobacteria; 
104108 Bacteria_16S 135499 135520 97 


gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Ac 


118 


54 
sequence 


Sphingobacteriales; Rho 


118 


gi| 265678978 


gi|265678974 


131953 13349 
dothermace 


gi|265678972 


Nocardiops 


Hal 


tinomyceta 


12591 
nomycineae 


is. 
ref |NR_029299.1 
106000 107471 
obacteroidaceae; 
ref|NR_029292.1| Corynebacterium 
16781 118270 Corynebacterium 
Corynebacterineae; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 


R 


les; 


ref|NR_029286.1| Actinomyces meyeri 

8 127358 Actinomyces meyeri Bacteria; 

; Actinomycetaceae; Actinomyces. 

ref|NR_029282.1| Rhodothermus marinus 

5 Rhodothermus marinus Bacteria; 

ae; Rhodothermus. 

ref|NR_029280.1| Actinomyces 
135066 136444 Actinomyces 


gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


104108 Bacteria_16S 
strain 55134 16S 


144572 144593 97 


ribosomal RNA, partial sequence 


118 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 


158321 158342 97 


118 gi 


arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 
104108 Bacteria_16S 


Microbacterium. 


159736 159789 1 


54 gi 


helvolus strain DSM 20419 16S ribosomal RNA, partial se 


helvolus Bacteria; 
Pseudoclavibacter. 
104108 Bacteria_16S 


159840 159861 97 


Actinobacteria; Actinobacteridae; Ac 


118 gi 


helvolus strain DSM 20419 16S ribosomal RNA, partial se 


helvolus Bacteria; 
Pseudoclavibacter. 
104108 Bacteria_16S 


162777 162798 97 


Actinobacteria; Actinobacteridae; Ac 


118 gi 


epidermidis strain P159 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Brevibacterium. 
104108 Bacteria_16S 


207173 207226 2 


55 gi 


argentinense strain ATCC 27322 16S ribosomal RNA, parti 


argentinense Bacteria; 
104108 Bacteria_16S 


limnophilus strain Mu 290 16S ribosomal RNA, 


Firmicutes; 
217967 218020 1 


Clostridia; 


54 gi 
complete s 


limnophilus Bacteria; Planctomycetes; Planctomycetacia; 


Planctomyces. 
104108 Bacteria_16S 
aerodenitrificans 
aerodenitrificans 
Microvirgula. 

104108 Bacteria_16S 
subsp. rifamycini 
cremea subsp. 


Bacteria; 


248760 248781 97 


268146 268167 97 


118 gi 


strain Sgly2 16S ribosomal RNA, parti 
Proteobacteria; 


Betaproteob 


118 gi 


strain INA 1349 16S ribosomal RNA, pa 
rifamycini Bacteria; Actinobacteria; Acti 


Streptosporangineae; Thermomonosporaceae; Actinomadura. 


104108 Bacteria_16S 


vibrioformis strain B54 16S ribosomal RNA, 


vibrioformis Bacteria; 
Desulfobacter. 
104108 Bacteria_16S 
strain CDC F5101 
Proteobacteria; 

104108 Bacteria_16S 


16S ribosomal RNA, 
Betaproteobacteria; Burkholderiales; Al 


283198 283247 7 
Proteobacteria; 


289317 289338 97 


298471 298492 97 


56 gi 
complete seq 


Deltaproteobacte 


118 gi 


complete sequence 


118 gi 


abactoclasticum strain 6-1 16S ribosomal RNA, partial s 


abactoclasticum Bacteria; 


104108 Bacteria_16S 


strain KS 0043 16S ribosomal RNA, 


Proteobacteria; 
104108 Bacteria_16S 
strain ATCC 27760 


307684 307705 97 


309204 309225 97 


Tenericutes; Mollicutes; Anae 


118 gi 


118 gi 


16S ribosomal RNA, partial sequence 


Clostridiales; 


complete sequence 307188 30872 
Betaproteobacteria; Burkholderiales; Co 


265678966|ref|NR_029274.1| Jonesia denitrificans 
144082 145595 Jonesia denitrificans Bacteria; 
ococcineae; Jonesiaceae; Jonesia. 
265678957|ref|NR_029265.1| Microbacterium 
sequence 157869 159336 Microbacterium 
Actinomycetales; Micrococcineae; 
265678956|ref|NR_029264.1| Pseudoclavibacter 
quence 159387 160848 Pseudoclavibacter 
tinomycetales; Micrococcineae; Microbacteriaceae; 
265678956 |ref|NR_029264.1| Pseudoclavibacter 
quence 159387 160848 Pseudoclavibacter 
tinomycetales; Micrococcineae; Microbacteriaceae; 
265678954|ref|NR_029262.1| Brevibacterium 
ence 162334 163815 Brevibacterium epidermidis 
ales; Micrococcineae; Brevibacteriaceae; 
265678924|ref|NR_029232.1| Clostridium 
al sequence 206801 208304 Clostridium 
Clostridiaceae; Clostridium. 
265678917 |ref|NR_029225.1| Planctomyces 
equence 217606 219133 Planctomyces 
Planctomycetales; Planctomycetaceae; 
265678896 |ref|NR_029204.1| Microvirgula 
al sequence 248268 249768 Microvirgula 
acteria; Neisseriales; Neisseriaceae; 
265678881|ref|NR_029187.1| Actinomadura cremea 
rtial sequence 267723 269132 Actinomadura 
nobacteridae; Actinomycetales; 
265678871|ref|NR_029177.1| Desulfobacter 
uence 282818 284333 Desulfobacter 
ria; Desulfobacterales; Desulfobacteraceae; 
265678867|ref|NR_029173.1| Bordetella holmesii 
288824 290348 Bordetella holmesii Bacteria; 
caligenaceae; Bordetella. 
265678861|ref|NR_029167.1| Anaeroplasma 
equence 298000 299445 Anaeroplasma 
roplasmatales; Anaeroplasmataceae; Anaeroplasma. 
265678855 |ref|NR_029161.1| Comamonas testosteroni 
3 Comamonas testosteroni Bacteria; 
mamonadaceae; Comamonas. 
265678854|ref|NR_029160.1]| Ruminococcus callidus 
308774 310144 Ruminococcus callidus 


Staphylococcus 
Staphylococcus 


Bifidobacterium 


ifidobacterium subtile 


; Bifidobacterium. 
Parascardovia 
Parascardovia 

bacteriaceae; 


Bifidobacterium 

bacterium saeculare 

; Bifidobacterium. 
Agromyces ulmi strain 

ia; Actinobacteria; 


Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
104108 Bacteria_16S 312106 312143 1 38 gi| 265678852 |ref|NR_029158.1 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104108 Bacteria_16S 335226 335247 97 118 gi|265678834|ref|NR_029139.1 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 B 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
104108 Bacteria_16S 336792 336813 97 118 gi| 265678833 |ref|NR_029138.1 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifido 
Parascardovia. 

104108 Bacteria_16S 338357 338378 97 118 gi| 265678832 |ref|NR_029137.1 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifido 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
104108 Bacteria_16S 377067 377120 1 54 gi| 265678803 |ref|NR_029108.1 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
104108 Bacteria_16S 377173 377194 97 118 gi| 265678803 |ref|NR_029108.1 


XILO1 16S ribosomal RNA, 


complete sequence 


Agromyces ulmi strain 


376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


104108 Bacteria_16S 390970 390991 97 118 gi|265678794|ref|NR_029099.1]| Chitinimonas 


taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
104108 Bacteria_16S 392436 392473 1 38 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104108 Bacteria_16S 401606 401659 1 54 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 


cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 
104108 Bacteria_16S 401714 401735 97 118 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 
104108 Bacteria_16S 420263 420284 97 118 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
104108 Bacteria_16S 428054 428075 97 118 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 432579 432616 1 38 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
104108 Bacteria_16S 441985 442006 97 118 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 


104108 Bacteria_16S 490874 490935 1 62 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
strain G-16.1 16S ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

104108 Bacteria_16S 498667 498688 97 118 gi|265678719|ref|NR_029024.1| Hydrogenophaga 


defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

104108 Bacteria_16S 500219 500240 97 118 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

104108 Bacteria_16S 509400 509421 97 118 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 539825 539846 97 118 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 
104108 Bacteria_16S 541218 541255 1 38 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
104108 Bacteria_16S 552119 552140 97 118 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


104108 Bacteria_16S 564346 564367 97 118 gi|265678676|ref|NR_028981.1]| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 

104108 Bacteria_16S 573360 573381 97 118 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 


tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104108 Bacteria_16S 576351 576372 97 118 gi| 265678668 |ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
104108 Bacteria_16S 595899 595920 97 118 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

104108 Bacteria_16S 618754 618775 97 118 gi|265678639|ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
104108 Bacteria_16S 668685 668706 97 118 gi| 265678603 |ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 


104108 Bacteria_16S 


strain M343/98/2 16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


104108 Bacteria_16S 


brasiliensis strain DSM 5305 16S ribosomal RNA, partial 
brasiliensis DSM 5305 Bacteria; 


Planctomyces. 
104108 Bacteria_16S 


673313 673334 97 


694413 694466 1 


700370 700407 1 


118 


54 


Planctomycetes; 


strain TOD45 16S ribosomal RNA, partial sequence 


Firmicutes; 
104108 Bacteria_16S 


lacustris strain EL-17a 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Friedmanniella. 
104108 Bacteria_16S 


sibirica strain Al2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; Proteob 
104108 Bacteria_16S 
VKM Ac-1800 16S r 


104108 Bacteria_16S 
postgatei strain 
Bacteria; Proteob 
104108 Bacteria_16S 
strain MOL361 16S 
Firmicutes; Erysi 
104108 Bacteria_16S 
strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 
104108 Bacteria_16S 
strain VKM Ac-180 


104108 Bacteria_16S 
strain VKM Ac-180 


104108 Bacteria_16S 
VKM Ac-1401 16S r 


104108 Bacteria_16S 
strain IMI 359870 
Proteobacteria; B 
104108 Bacteria_16S 
strain 2 16S ribo 
Proteobacteria; B 
104108 Bacteria_16S 
pseudoflava strai 
Bacteria; Proteob 
104108 Bacteria_16S 
taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 

104108 Bacteria_16S 
strain PHL 16S ri 
Proteobacteria; B 
104108 Bacteria_16S 
strain 133 16S ri 
Proteobacteria; B 
104108 Bacteria_16S 
strain 146 16S ri 
Proteobacteria; B 
104108 Bacteria_16S 
psychrophila stra 
psychrophila Bact 
Simplicispira. 

104108 Bacteria_16S 
strain LMG 4393 1 
Proteobacteria; B 
104108 Bacteria_16S 


Bacillales; 


4 16S ribosomal 


Paenibacillaceae; 
704842 704863 97 


727728 727789 1 


755736 755757 97 


778664 778713 7 


798555 798608 1 


885183 885204 97 


886613 886666 1 


886717 886738 97 


911277 911298 97 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


942210 942231 97 


1006725 1006762 1 


38 gi| 265678582 
699985 70142 
Paenibacillus. 

118 gi| 265678579 
ence 70441 
ales; Prop 

62 gi| 265678563 

72737 


118 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


56 


54 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


118 


54 


118 


118 


118 


38 


strain 1480D 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Bacillus. 


gi 


gi 


Planctomycetacia; 


gi 


755262 75674 


gi 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


gi 


gi 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


910794 91228 


gi 


16S ribosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Comamonadace 
943773 943794 97 118 gi| 265678416 
somal RNA, partial sequence 943283 944795 Hydro 
etaproteobacteria; Burkholderiales; Comamonadace 
945336 945357 97 118 gi| 265678415 
n GA3 16S ribosomal RNA, partial sequence 94484 
acteria; Betaproteobacteria; Burkholderiales; Co 
946896 946917 97 118 gi| 265678414 
rain 2Kl1 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Betaproteobacteria; Burk 
948462 948483 97 118 gi| 265678413 
bosomal RNA, partial sequence 947973 94948 
etaproteobacteria; Burkholderiales; Comamonadace 
950023 950044 97 118 gi| 265678412 
bosomal RNA, partial sequence 949535 95104 
etaproteobacteria; Burkholderiales; Comamonadace 
951582 951603 97 118 gi| 265678411 
bosomal RNA, partial sequence 951100 95259 
etaproteobacteria; Burkholderiales; Comamonadace 
953133 953154 97 118 gi| 265678410 
in CA 1 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Betaproteobacteria; Burkho 
954693 954714 97 118 gi| 265678409 


6S ribosomal RNA, partial sequence 954207 95569 
etaproteobacteria; Burkholderiales; Co: 


gi 


798207 79971 


265678600 


265678586 
sequence 


ales; Ecto 
265678542 


ococcineae 
265678526 
ce 77827 
acterales; 
265678513 


elotrichac 
265678454 

88470 
ales; Micr 
265678453 

88624 
ococcineae 
265678453 

88624 
ococcineae 
265678437 


ococcineae 
265678417 
94171 


mamonadace 
265678373 


ref 


v 
ref 


ref 


ref 
ioni 


ref 


ref 


a 
ref 


Des 
ref 


eae; 
ref 


Oococ 


ref 


a 
ref 


7 Mi 
ref 


7 Mi 
ref 
ae; 

ref 
geno 
ae; 

ref 


mamo 
ref 


ref 


ae; 
ref 


ae; 
ref 


ae; 


lder 
ref 


ae; 
ref 


694091 69553 
Pla 


2 Paenibacillus 


0 728734 Thior 
thio 


2 779794 Desul 
4 Turicibacter 


1 886196 Ratha 


7 887732 Agrei 
Mi 


7 887732 Agreia 


4 943232 Comamo 


6 946358 Hydro 


946409 94 
hold 


952645 95 


7 Giesbergeria 


NR_028905.1 


tinomycetace 
NR_028891.1 
7 
nctomycetale 


NR_028887.1 


NR_028884.1 


bacterineae; 


NR_028867.1 
h 
rhodospirace 
NR_028846.1 


crobacteriac 
NR_028830.1 
£ 
ulfobacterac 
NR_028816.1 


Turicibacte 
NR_028756.1 


Y 
xr 


cineae; Mic 
NR_028755.1 
a 
crobacteriac 
NR_028755.1 


crobacteriac 
NR_028739.1 


crobacteriac 
NR_028719.1 


Comamonas. 
NR_028718.1 
phaga flava 
Hydrogenoph 
NR_028717. 


a 


g 
nadaceae; Hy 
NR_028716.1 
7922 
eriales; Com 
NR_028715.1 


Acidovorax. 
NR_028714.1 


Acidovorax. 
NR_028713.1 


Curvibacter 
NR_028712.1 
4156 
omam 


iales; C 


NR_028711.1 


Giesbergeri 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
Ac 


ae; Actinomyces. 
Planctomyces 
Planctomyces 

s; Planctomycetaceae; 


Paenibacillus odorifer 
odorifer Bacteria; 


Friedmanniella 


6 705838 Friedmanniella lacustris 


Nocardioidaceae; 


Thiorhodospira 

odospira sibirica 

ae; Thiorhodospira. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 
Mi 


eae; Agromyces. 
Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Turicibacter sanguinis 


sanguinis Bacteria; 


sae 
Rathayibacter caricis 

ibacter caricis 

obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 
onadaceae; 


Giesbergeria sinuosa 


sinuosa Bacteria; 
a. 


NR_028675.1 


Bacillus mucilaginosus 


1006359 1007763 Bacillus mucilaginosus Bacteria; 


104108 Bacteria_16S 
succinus subsp. 


1018768 1018805 1 


1037277 1037298 97 


1102062 1102083 97 


1109629 1109650 7 


38 


118 


bosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 


118 


RNA, partial sequence 
cteridae; Actinomycetales; Micr 


gi 


succinus strain AMG-D1 16S ribosomal RNA, 
Staphylococcus succinus subsp. 
104108 Bacteria_16S 
strain 7-1 16S ri 
Proteobacteria; 
104108 Bacteria_16S 
strain 14 16S ribosomal 

Actinobacteria; Actinoba 
104108 Bacteria_16S 


succinus Bacteria; 


gi 


1036784 10382 


gi 


1101592 11031 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial 


aerofaciens Bacteria; Actinobacteria; 
Coriobacteriaceae; 
104108 Bacteria_16S 
halophilum strain 
Bacteria; Actinobacteria; 
Microbacterium. 
104108 Bacteria_16S 
halophilum strain 
Bacteria; Actinobacteria; 
Microbacterium. 
104108 Bacteria_16S 
strain I-273 16S 
Actinobacteria; Actinoba 
104108 Bacteria_16S 
strain ES10.1 16S 
Actinobacteria; Actinoba 
104108 Bacteria_16S 
sanguinis strain 
Bacteria; Actinobacteria; 
Brevibacterium. 
104108 Bacteria_16S 


CMS 


CMS 


CMS 


Actinobacteridae; 
104108 Bacteria_16S 


CMS 


col 


Collinsella. 


104108 Bacteria_16S 
13279 16S rib 
Bacteria; Actinobacteria; 


DSM 


Collinsella. 


104108 Bacteria_16S 
hydrothermalis st 
hydrothermalis Bacteria; 


Halomonas. 


104108 Bacteria_16S 
strain CCUG 33897 
Bacteria; Actinob 


Luteococcus. 


104108 Bacteria_16S 


81 16S ribosomal RNA, 
Actinobacteridae; 
104108 Bacteria_16S 
81 16S ribosomal RNA, 
Actinobacteridae; 
104108 Bacteria_16S 


Collinsella. 
1112657 11127101 
76 16S 


1112763 1112784 97 
76 16S 


1115728 1115749 1 
ribosomal RNA, 


1130900 1130921 97 


1132430 1132451 97 


1136827 1136880 1 


1136944 1136965 97 


1138378 1138431 1 


1138495 1138516 97 


1179390 1179411 97 
RNA, partial sequence 
1192947 1192968 97 


Betaproteobacteria; 


1197609 1197630 97 


1203531 1203552 7 


1205039 1205060 7 


1211070 12111311 


Proteobacteria; 


1218473 1218526 1 


1233793 1233814 97 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


complete sequence 


Coriobacteridae; 


Coriobacteridae; 


partial sequence 
cteridae; Actinomycetales; Kine 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 


Actinomycetales; Micrococcineae; Micr 


Betaproteobacteria; Nitrosomonadales; N 


osomal RNA, partial sequence 


ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


CF63 16S ribosomal RNA, partial sequen 
Actinobacteridae; Actinomycet 


76x 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Micr 


76x 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinobacteridae; 
104108 Bacteria_16S 
16S ribosomal 
Proteobacteria; 
104108 Bacteria_16S 
13501 16S ribosomal RNA, 
Proteobacteria; 
104108 Bacteria_16S 
tataouinensis TTB 
TTB310 Bacteria; 

104108 Bacteria_16S 
intestinalis DSM 
13280 Bacteria; Actinobacteria; 


310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 


13280 16S ribosomal RNA, partial seque 


rain Slthf2 16S ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


265678365 
complet 


265678353 


mamonadace 
265678308 


ref 


ref 


ae; 
ref 


ref 
rial 

ref 
ococ 

ref 
ococ 


ref 


ref 


inea 
ref 


ococ 


ref 
onia 
eae; 
ref 
onia 
eae; 
ref 
onia 
eae; 
ref 
onia 
eae; 
ref 
somo 
dace 
ref 
tell 
ae; 
ref 


les; 
ref 


7 Co 
ref 


obac 


ococcineae 

28 gi| 265678302 
sequence 
Coriobacteridae; Coriobacte 
54 gi| 265678300 
e 11123 
ales; Micr 

118 gi| 265678300 
e 11123 
ales; Micr 

22 gi| 265678298 
1115364 11168 
osporiinea 

118 gi| 253680769 
1130448 11319 
Streptosporang 

118 gi| 253680768 
ce 11319 

ales; Micr 

54 gi| 253680765 
1136447 1137959 Leifs 
obacteriac 

118 gi| 253680765 
1136447 1137959 Leifs 
obacteriac 

54 gi| 253680764 
obacteriac 

118 gi| 253680764 
obacteriac 

118 gi| 228717704 
1178919 1180416 Nitro 
itrosomona 

118 gi| 228715722 
1192457 1193978 Borde 
Burkholderiales; Alcaligenace 
118 gi| 228715504 
e 11971 
rkholderia 

28 gi| 228715356 
nce 12031 
Coriobacteriales 

28 gi| 228715355 
1204671 12061 
Coriobacteriales; Cori 
62 gi| 224581438 
sequence 
Gammaproteobacteria; Oce 
54 gi| 219878368 
12181 

ales; Prop 

118 gi| 219878266 


ref 


anos 


ref 


ioni 


ref 


e sequence 
Firmicutes; 


1109258 111072 
07 1113789 Microb 


07 1113789 Microb 


04 Nocardiopsis 


55 1133449 Brevib 


31 1198567 Ramlib 


62 1204620 Collin 
28 Collinsella 
1210750 121215 


99 1219566 Luteoc 


NR_028667.1 


Bacillales; 
NR_028655.1 


Curvibacter. 
NR_028610.1 


NR_028604.1 


es; Coriobac 


NR_028601.1 
cineae; Micr 
NR_028601.1 


cineae; Micr 


NR_028599.1 


NR_028017.1 


e; Nocardiop 
NR_028016.1 
cineae; Brev 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028013.1 
aurea Bacte 
Leifsonia. 

NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_027566.1 
nas eutropha 
ae; 
NR_027537.1 
a hinzii LMG 
Bordetella. 
NR_027534.1 


Comamonadac 
NR_027528.1 


riobacterine 
NR_027527.1 
terineae; Co 
NR_027220.1 


pirillales; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
; Microbacteriac 


eae; Agromyces. 
Collinsella 

0 Collinsella 

terineae; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Microbacterium 
acterium halophilum 


obacteriaceae; 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
e; Kineosporiace 


ae; Kineosporia. 
Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Brevibacterium 

acterium sanguinis 

ibacteriaceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 
Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Halomonas 
8 Halomonas 
Halomonadaceae; 


NR_025507.1 


bacterineae 


NR_025405.1 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Microbacterium 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


104108 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


104108 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


104108 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


104108 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


104108 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


104108 Bacteria_16S 


strain NCIMB 7030 


1241312 1241365 1 54 gi 
train Az-Ful 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Hydroge 
1260754 1260873 7 118 gi 
49030 16S ribosomal RNA, partial sequenc 
ia; Actinobacteria; Actinobacteridae; Ac 
; Brevibacterium. 

1262192 12622211 30 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


219878120 
sequence 
notherma 
219846707 
1260397 1261800 Brevib 
tinomycetales; 
219846681 
1261851 1263306 Dietzi 
Corynebacterineae; 


1275706 1275767 1 62 gi 
LV4 16S ribosomal RNA, partial sequence 


1290905 1290926 97 118 gi 
109 16S ribosomal RNA, partial sequence 


e; Corynebacterium. 
1298378 1298399 97 118 gi 
55 16S ribosomal RNA, partial sequence 


219846179 

1275363 1276810 Chromo 
acteria; Gammaproteobacteria; Oceanospirillales; y 
228720812 
1290453 1291853 Coryne 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846893 


ref 


ref 


ref 


ref 


Hal 
ref 


ref 
12979 


1240965 124241 


ceae; Sulfurihydrogenibium. 


19 1299312 Brevib 


NR_025259.1 


NR_026299.1 
Micrococc 
NR_026273.1 


D 
NR_025769.1 


omonadaceae 
NR_027597.1 


Corynebacte 


NR_026485.1 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Chromohalobacter 
halobacter sarecensis 

Chromohalobacter. 

Corynebacterium 
bacterium urealyticum 
rineae; 


Brevibacterium avium 
acterium avium Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
104108 Bacteria_16S 1316697 1316718 97 118 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 
104108 Bacteria_16S 1318137 1318174 1 38 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
104108 Bacteria_16S 1319679 1319716 1 38 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
104108 Bacteria_16S 1321221 1321258 1 38 gi| 228715346 |ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
104108 Bacteria_16S 1330491 1330512 97 118 gi|219846082|ref|NR_025672.1| Bifidobacterium 


thermacidophilum 


Bifidobacteriales 


104108 Bacteria_16S 


strain E58 16S ri 


naphthalenivorans 
CJ2 Bacteria; Pro 


104108 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


104108 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


104108 Bacteria_16S 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


104108 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


104108 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 


104108 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


104108 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


Thermotogales; 
104108 Bacteria_16S 


; Bifidobacteriaceae; Bifidobacterium. 
1366761 1366798 1 38 gi 
bosomal RNA, complete sequence 


1376128 1376149 97 118 gi 
CJ2 16S ribosomal RNA, partial sequence 


Thermotogaceae; Thermotoga. 
1401563 1401584 97 118 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 

; Leifsonia. 


1431881 1431926 2 47 


gi 


1447315 1447368 1 54 gi 
P9a-h 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; 


1456418 1456439 97 118 gi 
EY3918 16S ribosomal RNA, partial sequ 


1463781 1463834 1 54 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
1471493 1471514 97 


gi 


118 gi 
ia; Proteobacteria; Betaproteobacteria; 
1478933 1478970 1 38 gi 
ain DSM 20345 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; 


104108 Bacteria_16S 
denitrificans strain K601 16S ribosomal RNA, partial sequence 


1480629 1480650 97 118 


gi 


subsp. porcinum strain P3-14 16S ribosomal RNA, 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


228718799 
1366379 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
104108 Bacteria_16S 228717818 


1375665 1377116 Polaro 


ref 


1367926 Chlamydophila 


ref 


teobacteria; Betaproteobacteria; Burkholderiales; Co 
1393910 1393962 1 54 gi|228715897|ref 
bosomal RNA, partial sequence 1393543 


complete sequenc 


NR_027576.1 


NR_027567.1 


mamonadaceae 
NR_027542.1 


e 1330013 1331535 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Polaromonas 

monas naphthalenivorans 

; Polaromonas. 
Thermotoga lettingae 


1395055 Thermotoga lettingae TMO Bacteria; 


228715351 


224581434 
in L15 16S ribosomal RNA, partial sequence 14315 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
224581422 
1446932 1448409 Mogiba 
Clostridiales Family 


nce 


224581416 
ence 1455966 1457283 Achrom 
acteria; Betaproteobacteria; Burkholderiales; 
224581410 
1463419 1464873 Mogibacterium 
Clostridiales Family XIII. 
224581405 
EY3860 16S ribosomal RNA, partial sequence 


ref 
14011 


ref 


ref 


ref 


Alcali 
ref 


Inc 
ref 


ref 


ref 


11 1402554 Leifso 
Actinomycetale 


17 1433000 Leptos 


1471041 147236 
Burkholderia 
219878381 
complete sequen 
Staphylococcus. 

219878371 


ce 1478573 148010 


NR_027523.1 
s; Micrococc 


NR_027216.1 


NR_027203.1 
XIII. Incer 


NR_027197.1 


genaceae; Ac 
NR_027191.1 


ertae Sedis; 
NR_027186.1 


les; Alcalig 
NR_025520.1 


NR_025510.1 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Leptospirillum 
pirillum ferrooxidans 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Achromobacter 

obacter ruhlandii 

hromobacter. 
Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Achromobacter 

1 Achromobacter 

enaceae; Achromobacter. 
Staphylococcus sciuri 

0 Staphylococcus sciuri 


Alicycliphilus 


1480151 1481652 Alicycliphilus 


denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Alicycliphilus. 


104108 Bacteria_16S 
subsp. 


1507658 1507679 97 


Neisseria. 


104108 Bacteria_16S 1603237 1603258 97 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 
104108 Bacteria_16S 
strain SNG49 16S 


1639438 1639459 97 


104108 Bacteria_16S 
strain R5292 16S 


1682216 1682237 97 


104108 Bacteria_16S 1697428 1697481 1 


118 


elongata strain ATCC 25295 16S ribosomal RNA, 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; 


118 


Actinobacteria; Actinobacteridae; Actinomycetales; 


118 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


118 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


54 


gi| 219846303 |ref 
complete sequenc 


gi| 219878475 |ref 


gi|219878450|ref 


1638983 1640469 Nocardiopsis 
Streptosporangineae; 


gi|219878420|ref 


1602772 160426 
Micrococcineae; 


NR_025893.1 
e 150715 


NR_025614.1 


NR_025589.1 


NR_025559.1 


Neisseria elongata 
8 1508633 Neisseria 


Neisseriales; Neisseriaceae; 


Brevibacterium 
4 Brevibacterium 
Brevibacteriaceae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Actinomyces oricola 


1681727 1683234 Actinomyces oricola Bacteria; 


Actinomycineae; Ac 
gi|219878409|ref 


NR_025548.1 


tinomycetaceae; Actinomyces. 


Microbacterium 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 


104108 Bacteria_16S 1697532 1697553 97 


118 


Micrococ 


gi| 219878409 |ref 


NR_025548.1 


cineae; Microbacteriaceae; 


Microbacterium 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 


104108 Bacteria_16S 1725045 1725066 97 


strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


104108 Bacteria_16S 1735598 1735619 97 


vaccimaxillae strain R10176 16S ribosomal RNA, 


vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 
104108 Bacteria_16S 1738643 1738664 97 118 gi| 219878382 |ref|NR_025521.1 


cardiffensis strain CCUG 44997 16S ribosomal RNA, partial 


cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomycetaceae; Actinomyces. 
104108 Bacteria_16S 1740207 1740228 97 118 gi|219878380|ref|NR_025519.1 


strain DSM 44494 


104108 Bacteria_16S 
metallicus strain 


1743296 1743317 97 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 
104108 Bacteria_16S 1777917 1777954 1 38 gi|219878351|ref|NR_025490.1 


agaridevorans strain DSM 1355 16S ribosomal RNA, partial 
Bacillales; 


agaridevorans Bacteria; 
104108 Bacteria_16S 
stellifer strain 
Bacteria; Firmicutes; 
104108 Bacteria_16S 
flaccumfaciens pv. 


Firmicutes; 
1800582 1800619 1 


Bacillales; 
1811389 1811442 1 


Actinomycetales; Micrococcineae; 
104108 Bacteria_16S 1811493 1811514 97 
flaccumfaciens pv. 


Actinomycetales; Micrococcineae; 
104108 Bacteria_16S 1819066 1819119 1 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


104108 Bacteria_16S 1819170 1819191 97 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


104108 Bacteria_16S 1820591 1820644 1 


118 


118 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 


118 


R2A 16S ribosomal RNA, partial sequence 


38 


IS1 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


54 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


partial 


Paenibacillaceae; 


Micrococ 


gi| 219878391 |ref 


219878384 |ref 


sequence 


gi 


Streptosporanginea 
gi| 219878378 |ref 


sequence 
Pae 
gi| 219878335 |ref 
Paenibacillus. 
gi| 219878328 |ref 


1735130 173662 


sequence 1738160 173968 
Actinomycineae; 


36 Nocardiopsis 


1777548 177905 


1800219 1801737 Paenib 


NR_025530.1 


Comamonas. 
NR_025523.1 


e; Nocardiop 
NR_025517.1 


nibacillus. 
NR_025474.1 


NR_025467.1 
partial sequ 


cineae; Microbacteriaceae; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 


1742831 1744318 Nocardiopsis metallicus 


Nocardiopsaceae; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
acillus stellifer 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 


118 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


Curtobacterium. 
gi|219878328|ref 


NR_025467.1 
partial sequ 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 


54 


118 


54 


Curtobacterium. 
gi|219878323|ref 


Mi 


gi| 219878323 |ref 


Mi 


gi| 219878322 |ref 


91 Plantibacter 


91 Plantibacter 


NR_025462.1 


crobacteriac 
NR_025462.1 


crobacteriac 
NR_025461.1 


herbarum strain P 


1820242 182172 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 
4 Curtobacterium 


420/07 16S ribosomal RNA, partial sequence 


herbarum Bacteria; 
Curtobacterium. 
104108 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
104108 Bacteria_16S 


1820703 1820724 97 


1822123 1822176 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


118 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


54 


gi| 219878322 |ref 


219878321|ref 


gi 


NR_025461.1 
1820242 18217 
Micrococcineae; Microbacteriaceae; 


NR_025460.1 


Micrococcineae; Microbacteriaceae; 


Curtobacterium 
24 Curtobacterium 


Agreia pratensis 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 


104108 Bacteria_16S 1822227 1822248 97 118 gi|219878321|ref|NR_025460.1| Agreia pratensis 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 
104108 Bacteria_16S 1829809 1829830 97 118 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
104108 Bacteria_16S 1832910 1832931 97 118 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

104108 Bacteria_16S 1834359 1834380 97 118 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 

104108 Bacteria_16S 1852640 1852661 97 118 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 

104108 Bacteria_16S 1858681 1858702 97 118 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104108 Bacteria_16S 1863140 1863201 1 62 gi|219878292|ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 


Bacteria; Proteob 


104108 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


104108 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


104108 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


104108 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


104108 Bacteria_16S 


strain CCUG 41709 
Actinobacteria; A 


104108 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


104108 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


104108 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


104108 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


104108 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


104108 Bacteria_16S 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


104108 Bacteria_16S 


strain CCUG 41706 
Actinobacteria; A 


acteria; Gammaproteobacteria; Oceanosp 
1864722 1864783 1 62 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


1876976 1876997 97 118 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

1897199 1897220 97 118 gi 
etaproteobacteria; Burkholderiales; Al 
1901633 1901654 97 118 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
1907340 1907361 97 118 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1914730 1914767 1 38 gi 
n CM1l 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1922570 1922591 97 118 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


1931839 1931860 97 118 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 
1936265 1936286 97 118 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1942204 1942241 1 38 gi 


’ 


Paenibacillus 
118 gi 


lales; Paenibacillaceae; 


1946989 1947010 97 


etaproteobacteria; Burkholderiales; Al 
1948526 1948547 97 118 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


v 


1951640 1951661 97 118 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 


104108 Bacteria_16S 


1953092 1953113 97 118 gi 


Be 
219878291 


a; 


2 
1 
7 


ca 


ia 
e; 


no 


no 


s 


illales; 


equence 


19878283 
sequence 
Actinomy 


219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
ligenace 
219878262 
1 sequen 
Actinomycet 


219878258 


19068 
19143 


e 


sequenc 
ria; 


219878240 
al 


sequenc 


219878237 
eq 
r1 
219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


uence 
a; Burkh 


219878230 
6S ribosomal RNA, partial sequence 1946525 19480 
ca 
219878229 
ue 
ti 


ligenace 


nce 
nomyceta 


219878227 


19511 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 


Oceanos 


mycineae 
219878252 

nc 
nibacillus. 
219878246 
al 


te Bur 


Actinomy 


mycineae; 
219878226 


Halomonadaceae; 
ref |NR_025430.1 

1864353 186588 
pirillales; Halo 


ref|NR_025422.1 

1876505 187800 
cetales; Strepto 
ref|NR_025404.1 
ae; Bordetella. 
ref|NR_025401.1 


ce 1901160 190257 
ales; Actino 


ref|NR_025397.1 
68 1908267 Actin 
; Actinomycetace 
ref |NR_025391.1 
61 1915860 Paenib 


ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref |NR_025379.1 
e 1931360 193276 
ceta 


ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025372.1 
47 Paenibacillus 
ref|NR_025369.1 
ae; Bordetella. 
ref|NR_025368.1 

1948071 194955 
les; Micrococcin 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025365.1 

1952641 195404 


Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


Nocardiopsis 
9 Nocardiopsis 


sporangineae; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Paenibacillus 
acillus azoreducens 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Actinomyces 
0 Actinomyces 


les; Actinomycineae; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Paenibacillus cookii 
cookii Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Corynebacterium 

7 Corynebacterium 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


104108 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


104108 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


104108 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


104108 Bacteria_16S 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


104108 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


104108 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


104108 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


104108 Bacteria_16S 


strain AU2944 16S 
Proteobacteria; B 


104108 Bacteria_16S 


palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 


104108 Bacteria_16S 


henchirensis stra 
henchirensis Bact 


104108 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


104108 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain YIM 21741 
Actinobacteria; A 


104108 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 


104108 Bacteria_16S 


strain KS9 16S ri 
Actinobacteria; A 


104108 Bacteria_16S 


strain ICPB 3636 


Proteobacteria; B 


104108 Bacteria_16S 


azotonutricium st 
azotonutricium Ba 


104108 Bacteria_16S 


strain KF46F 16S 


Proteobacteria; B 


104108 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


104108 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


104108 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


e; Corynebacterium. 


ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus. 
2049232 2049261 90 118 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2073696 2073717 97 118 gi 

54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2122426 2122447 97 118 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2139067 2139088 97 118 gi 
train 1Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
e; Amycolatopsis. 
2178401 2178422 97 118 gi 
in TMB834 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 
2225130 2225167 1 38 gi 
in AM141 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
2226691 2226728 1 38 gi 
AM49 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2228344 2228365 97 118 gi 


se 
al 


en 


ri 


rk 


se 
da 


eq 
ia 


qu 
ad 


ne 
ni 


ctinobacteridae; Actinomycetales; Micr 
2229874 2229895 97 118 gi 
ain HKU1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Betaproteobacte 
2252692 2252713 97 118 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2265110 2265131 97 118 


oc 
qu 


ri 


Stre 
gi 


pt 


104108 Bacteria_16S 


strain LMG S-1926 


1954574 1954595 97 118 gi|219878225|ref|NR_025364.1 
in CCUG 38702 16S ribosomal RNA, partial sequence 1954098 19555 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomyces. 

1963595 1963656 1 62 gi| 219878219 |ref|NR_025358.1 
ain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 19647 


2047168 20487 


219878159 


quence 
es; 


ales; 


quence 
e; 


219857614 


uence 


v 


ence 
laceae; 


219857581 
22263 
bacillus 
219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
occineae 
219857579 


e 


ence 
a; 


4 16S ribosomal RNA, partial sequence 


Veil 
219878141 
ce 20732 
Al 
219857653 
2121958 21233 
holderia 
219857642 


Actin 


Burkho 
219857582 


Neiss 
219857564 
2252243 22536 
osporang 
219857556 
16S ribosomal RNA, partial sequence 2264632 22660 


07 Paenibacillus 


ref |NR_025298.1 

2048758 20502 
lonellaceae; An 
ref|NR_025280.1 
26 2074709 Caste 
caligenaceae; C 
ref|NR_025242.1 
93 Ralstonia ins 
ceae; Ralstonia 
ref|NR_025231.1 

2138615 21400 
omycetales; Pse 


ref |NR_025203.1 
2177978 21793 
lderiales; Coma 


2262 
Paenibacillus. 

ref|NR_025169.1 
29 2227839 Paeni 
ref|NR_025168.1 
53 Agromyces aur 
Microbacteria 


eria 
ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardio 
ref|NR_025144.1 


2 


4 


6 
a 


1 
a 
4 
u 
7 


monadaceae; 


b 


Cc 


Pp 


Actinomyces 
0 Actinomyces 


mycineae; 


Thiobacillus 
6 Thiobacillus 


teria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
1965239 1965260 97 118 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
is strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
is Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
1980364 1980385 97 118 gi|219878208|ref|NR_025347.1| Arcanobacterium 
in CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Arcanobacterium. 
2047552 2047589 1 38 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 


borealis Bacteria; 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Castellaniella 
laniella defragrans 
stellaniella. 
Ralstonia insidiosa 
idiosa Bacteria; 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Agromyces aurantiacus 

antiacus Bacteria; 

eae; Agromyces. 

Laribacter 

2 Laribacter 

iaceae; Laribacter. 

Nocardiopsis composta 

composta Bacteria; 

saceae; Nocardiopsis. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


etaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 

2269628 2269665 1 38 gi|219857553|ref|NR_025141.1| Treponema 
rain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
cteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

2304450 2304471 97 118 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

2307549 2307570 97 118 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
bosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

2315094 2315115 97 118 gi|219857519|ref|NR_025107.1| Comamonas koreensis 

16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

2316510 2316547 1 38 gi|219857518|ref|NR_025106.1| Paenibacillus 
n PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
ria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

2324247 2324268 97 118 gi|219857513|ref|NR_025101.1| Corynebacterium casei 


2323867 2325209 Corynebacterium casei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 

104108 Bacteria_16S 2328664 2328685 97 118 gi|219857510|ref|NR_025098.1 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 232964 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Microbacteriaceae; Microbacterium. 

104108 Bacteria_16S 2333256 2333277 97 118 gi| 219857507 |ref|NR_025095.1 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 233429 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Nocardiopsaceae; Nocardiopsis. 

104108 Bacteria_16S 2352777 2352798 97 118 gi|219857492|ref|NR_025080.1 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 235375 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
104108 Bacteria_16S 2357312 2357365 1 54 gi| 219857489 |ref|NR_025077.1 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propio 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propioniferax. 

104108 Bacteria_16S 2360341 2360394 1 54 gi| 219857487 |ref|NR_025075.1 
strain K265 16S ribosomal RNA, partial sequence 2360002 23614 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
104108 Bacteria_16S 2360455 2360476 97 118 gi| 219857487 |ref|NR_025075.1 
strain K265 16S ribosomal RNA, partial sequence 2360002 23614 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
104108 Bacteria_16S 2361865 2361918 1 54 gi| 219857486 |ref|NR_025074.1 
strain K300 16S ribosomal RNA, partial sequence 2361525 23629 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
104108 Bacteria_16S 2361973 2361994 97 118 gi|219857486|ref|NR_025074.1 
strain K300 16S ribosomal RNA, partial sequence 2361525 23629 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
104108 Bacteria_16S 2390693 2390754 1 62 gi|219857466|ref|NR_025054.1 


strain YKJ-16 16 
Proteobacteria; 


104108 Bacteria_ 


kunsanensis stra 
kunsanensis Bact 
Nocardiopsaceae; 


104108 Bacteria_ 


viterbiensis str 
viterbiensis Bac 


104108 Bacteria_ 


strain SPS-1037 
Proteobacteria; 


104108 Bacteria_ 


chinjuensis stra 
Bacteria; Firmic 


104108 Bacteria_ 


strain LYP 16S r 
Proteobacteria; 


104108 Bacteria_ 


strain DSM 12769 
Proteobacteria; 


104108 Bacteria_ 


strain VKM Ac-94 
Bacteria; Actino 
Nocardiopsis. 


104108 Bacteria_ 


strain VKM Ac-14 
Actinobacteria; 


104108 Bacteria_ 


strain Z 16S rib 
Clostridia; Clos 


104108 Bacteria_ 


capsulata strain 
capsulata Bacter 
Nocardioidaceae; 


104108 Bacteria_ 


palleronii strai 
palleronii Bacte 


104108 Bacteria_ 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 2401380 2401401 97 118 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

16S 2405969 2406002 86 118 gi 
ain JW/MS-VS5 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostrid 
16S 2410614 2410635 97 118 gi 
1 
Betaproteobacteria; Burkholderiales; Te 
16S 2431754 24317911 38 gi 
in WN9 16S ribosomal RNA, partial seque 
utes; Bacillales; Paenibacillaceae; Pae 
16S 2472788 2472820 7 39 gi 
ibosomal RNA, partial sequence 
Deltaproteobacteria; 
16S 


i 
e 


Syntrophobacterale 
2505837 2505898 1 62 gi 


Gammaproteobacteria; Chromatiales; Ecto 
16S 2510541 2510562 97 118 gi 
2 16S ribosomal RNA, partial sequence 

bacteria; Actinobacteridae; Actinomycet 


16S 2512048 2512069 97 118 gi 
57 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Stre 
16S 2515052 2515085 86 118 gi 
fo) 
tridiales; Clostridiaceae; Caloramator. 
16S 2534773 2534794 97 118 gi 
Ben 108 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
Friedmanniella. 
16S 2543203 2543224 97 118 gi 
n CCUG 20334 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria 
16S 2544760 2544781 97 118 gi 


i 


2390343 23918 


Halomonad 
219857459 
uence 
Actinomyc 


219857456 
1 sequence 
iales; Clo 
219857453 


6S ribosomal RNA, partial sequence 2410156 24116 


pidimonas. 
219857436 
nce 24314 
nibacillus 
219857401 


2472404 24737 


s; Syntrop 
219857373 


16S ribosomal RNA, partial sequence 2505486 25069 


thiorhodos 
219857370 
25100 
ales; Stre 
219857369 
25115 
ptosporang 
219857367 


somal RNA, partial sequence 2514611 2516064 Calor 


219857354 
uence 
ctinomycet 


219857348 
sequence 
; Burkhold 


’ 


219857347 


aceae; Halomonas 
ref |NR_025047.1 

2400924 240237 
etales; Streptos 


ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025041.1 


ref |NR_025024.1 
10 2432897 Paenib 


ref|NR_024989.1 


hace 
ref 


ae; Smithell 
NR_024961.1 


piraceae; Alkali 
ref|NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 
ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref|NR_024955.1 
amator coolhaasi 


ref|NR_024942.1 
2534307 253578 
ales; Propioniba 


’ 


ref |NR_024936.1 
2542716 254422 
eriales; Comamon 


Microbacterium 
4 Microbacterium 
cineae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Caloramator 
6 Caloramator 
oramator. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Paenibacillus 
acillus chinjuensis 


Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 

Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


ref |NR_024935.1 


strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


104108 Bacteria_ 


strain ATCC 1962 
Proteobacteria; 


104108 Bacteria_ 


spumicola strain 
spumicola Bacter 
Nocardioidaceae; 


104108 Bacteria_ 


strain SMCC W459 
Firmicutes; Clos 


104108 Bacteria_ 


intermedia strai 
Bacteria; Proteo 


104108 Bacteria_ 


pelophilus strai 
pelophilus Bacte 


104108 Bacteria_ 


strain SWub3 16S 
Proteobacteria; 


104108 Bacteria_ 


caldilitoris str 
caldilitoris Bac 


104108 Bacteria_ 


desulfurans stra 
desulfurans Bact 


104108 Bacteria_ 


strain T7 16S ri 
Proteobacteria; 


104108 Bacteria_ 


A1-17B 16S ribos 
Actinobacteridae 


104108 Bacteria_ 


nitroreducens st 
nitroreducens Ba 
Diaphorobacter. 


104108 Bacteria_ 


fritillariae str 
fritillariae Bac 
Microbacteriacea 


104108 Bacteria_ 


fritillariae str 
fritillariae Bac 
Microbacteriacea 


104108 Bacteria_ 


strain IFO 16238 
Actinobacteria; 


104108 Bacteria_ 


strain IFO 16235 
Actinobacteria; 


104108 Bacteria_ 


strain ATCC 7006 
Firmicutes; Clos 


104108 Bacteria_ 


strain IAM 12409 
Proteobacteria; 


104108 Bacteria_ 


lanceolatus stra 
lanceolatus Bact 


104108 Bacteria_ 


strain CM-10 16S 
Actinobacteria; 


104108 Bacteria_ 


strain CM-01 16S 
Actinobacteria; 


104108 Bacteria_ 


tolaasinivorans 
tolaasinivorans 
Microbacteriacea 


104108 Bacteria_ 


16S 
4 
B 
16S 


2546316 2546337 97 118 gi 
16S ribosomal RNA, partial sequence 

2587744 2587765 97 118 gi 
i 
Friedmanniella. 


16S 2598565 2598586 96 117 


gi 


tridia; 
16S 


Clostridiales; Peptococcaceae; 
2644650 2644671 97 118 gi 
n S1 16S ribosomal RNA, partial sequenc 
bacteria; Betaproteobacteria; Burkholde 
16S 2646192 2646213 97 118 gi 
n 
ria; Proteobacteria; Betaproteobacteria 
16S 2653717 2653738 97 118 gi 
ribosomal RNA, partial sequence 


’ 


B 
16S 2689535 2689588 1 54 gi 
ain IBSK3 16S ribosomal RNA, partial se 
teria; Aquificae; Aquificales; Aquifica 
16S 2703062 2703115 1 54 gi 
i 
eria; 
16S 
b 
B 
16S 2745191 2745212 97 
omal RNA, partial sequence 


Deinococcus-Thermus; 
2743721 2743742 97 
osomal RNA, partial sequence 


Deinococci; 
118 gi 


118 gi 
Actinomycetales; Micrococcineae; Micr 
16S 2749423 2749444 97 118 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


v 


r 
Cc 


16S 2784027 2784080 1 54 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacteridae 
e; Okibacterium. 

16S 2784131 2784152 97 118 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacteridae 
e; Okibacterium. 

16S 2838434 2838455 97 


a 


, 


a 


, 


118 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 2839993 2840014 97 118 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 2846050 2846103 1 54 gi 
97 16S ribosomal RNA, partial sequence 
tridia; Clostridiales; 
16S 2847679 2847700 97 118 gi 
B 
16S 2861655 2861676 97 118 gi 
in ATCC 14669 16S ribosomal RNA, partia 
eria; Proteobacteria; Betaproteobacteri 
16S 2894006 2894027 97 118 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 2895501 2895522 97 118 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 2896995 2897016 97 118 gi 
train CM-05 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteri 
e; Mycetocola. 

2901533 2901554 97 


Micr 
gi 


s 


16S 118 


gi 


etaproteobacteria; Burkholderiales; Coma 


Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 


De 


asp 66 16S ribosomal RNA, partial seque 


etaproteobacteria; Rhodocyclales; Rhodoc 


qu 
ce 
219857186 
nce 

ermal 
219857158 
2743252 27 
monad 
219857157 
2744758 2746095 Ro 
occac 
219857154 
uence 


n St55B 16S ribosomal RNA, partial seque 
Th 


etaproteobacteria; Burkholderiales; Coma 


oc 
eq 


ri 


ia 


ia 


oc 
219856897 
16S ribosomal RNA, partial sequence 2839520 28410 


ococcineae; 


219856893 


Clostridiales Fami 
2 
1 
a; 


oc 


oc 


s 
da 


ae; 


a; 


ly 


e; 


ales; 
219857227 
nce 

Rhodocyc 
219857222 
2653267 26546 
yclaceae 
219857196 
ence 


219857346 


25458 


monadace 
219857276 
nce 

inomycet 


219857269 
16S ribosomal RNA, partial sequence 2598095 25994 
sulfotomacul 
219857228 
e 
ri 


26441 


Hydr 


es; 


447 
ace 


thi 


eae 


Burkh 


219857127 
1 sequen 
Actinomy 


219857127 
1 sequen 
Actinomyceta 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
occineae; 


28456 
XIII. 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
etaproteobacteria; Burkholderiales; Comamonadace 
19856883 
sequence 
Burkhol 
219856860 
2893553 28949 
occineae 
219856859 
2895048 28964 
occineae 
219856858 
equence 


Actin 


219856855 


Comamo 


ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 
ref |NR_024907.1 

2587275 258874 
ales; Propioniba 


’ 


ref|NR_024900.1 
um. 
ref|NR_024856.1 
82 2645662 Hydro 
nadaceae; H 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref|NR_024850.1 
Azoarcus. 
NR_024824.1 
2689164 269065 
ogenivirga. 
ref|NR_024814.1 
2702689 270407 
Thermaceae; Oce 
ref|NR_024786.1 


Delftia. 
NR_024785.1 
ria Bacteria 
Rothia. 
ref|NR_024782.1 

2748935 275045 
olderiales; Coma 


ae; 
ref 


ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref|NR_024755.1 
ce 2783663 278516 
les; Microco 


ref|NR_024717.1 
69 Agromyces 
; Microbacteriac 
ref|NR_024716.1 
12 Agromyces 
; Microbacteriac 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024711.1 


ae; Delftia. 
ref |NR_024702.1 

2861171 286267 
deriales; Comamo 
ref |NR_024679.1 
> Mi 
ref 


crobacteriac 
NR_024678.1 
; Microbacteriac 
ref |NR_024677.1 
2896542 289798 
omycetales; Micr 


ref 


Hylemonella gracilis 
nella gracilis Bacteria; 


Friedmanniella 
9 Friedmanniella 


cterineae; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Hydrogenophaga 
enophaga intermedia 


g 
ydrogenophaga. 


Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Azoarcus communis 


16 Azoarcus communis Bacteria; 


Hydrogenivirga 
5 Hydrogenivirga 


Oceanithermus 
1 Oceanithermus 
anithermus. 

Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Rothia aeria strain 
Actinobacteria; 


v 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Okibacterium 
8 Okibacterium 
ccineae; 


Okibacterium 
8 Okibacterium 


ccineae; 


Agromyces bracchium 


bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


luteolus Bacteria; 


eae; Agromyces. 
Mogibacterium vescum 

cterium vescum Bacteria; 

Mogibacterium. 

Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Leucobacter albus 


NR_024674.1 


strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 


104108 Bacteria_16S 


strain IFO 15616 


2903070 2903091 97 118 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


104108 Bacteria_16S 


2907574 2907611 1 38 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 
2909120 2909157 1 38 gi 


pasteuri strain ATCC51129 16S ribosomal RNA, partial se 


pasteuri Bacteria 


104108 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


104108 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


104108 Bacteria_16S 
delphini strain ATCC 4917 


delphini Bacteria 


104108 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


104108 Bacteria_16S 


; Firmicutes; Bacillales; 


2910664 2910701 1 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2912206 2912243 1 38 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2913750 2913787 1 38 gi 
1 16S ribosomal RNA, partial s 
utes; Bacillales; Staphylococc 
2915293 29153301 38 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2916835 2916872 1 38 


Staphylococc 
38 gi 


; Firmic 


gi 


arlettae strain ATCC 43957 16S ribosomal RNA, partial s 


arlettae Bacteria 


104108 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


104108 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


104108 Bacteria_16S 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


104108 Bacteria_16S 


luteolum strain I 


luteolum Bacteria; 


Microbacterium. 


104108 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


104108 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


104108 Bacteria_16S 


strain 801 16S ri 


; Firmicutes; Bacillales; Staphylococc 


2921459 2921496 2 39 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2956142 2956163 97 118 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 
2957601 2957622 97 118 gi 
FO 15038 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


v 


v 


2959061 2959082 97 118 gi 
FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


’ 


2968158 2968211 1 54 gi 
in NM-1 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
eae; Microlunatus. 
2969790 2969811 97 118 gi 
AA-1042 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

Friedmanniella. 
3006440 3006461 97 118 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104108 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


104108 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


104108 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


104108 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


104108 Bacteria_16S 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


104108 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


104108 Bacteria_16S 
propionica strain U-8 16S ribosomal RNA, partial sequence 


3013980 3014001 97 118 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3018307 3018360 1 54 gi 
mal RNA, partial sequence 
ci; Thermales; Thermaceae; Thermus. 
3050242 3050287 2 47 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


gi 


3053471 3053492 97 118 

S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3068442 3068463 97 118 gi 
train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteri 
Microbacterium. 
3078941 3078962 97 118 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


gi 


v 


219856854 


16S ribosomal RNA, partial sequence 2902597 29040 
occineae; 


oc 
219856851 
sequence 
cus. 
219856850 
quence 
us. 
219856849 
1 sequence 
occus. 
219856848 
29118 


219856847 
equence 
us 

219856846 
29149 


219856845 
equence 
us 
219856842 
uence 
ales; Euba 
219856819 
ial sequen 
ae; Actino 


219856818 
quence 


tinomyceta 


219856817 
quence 
tinomyceta 


219846945 
uence 
Actinomy 


, 


219846944 
quence 
Actinomyce 


219846919 


3005987 30074 


ococcineae 
219846914 


3013492 30150 


mamonadace 
219846911 


3017969 3019430 Thermus o 


219846888 
sequence 
teria; Des 


219846886 


3052993 30544 


eriaceae; 

219846876 
ial sequen 
dae; Actin 


219846869 
ence 30784 
ellales; D 


3080517 3080538 97 118 gi 


219846868 
30800 


ref|NR_024673.1| Zimmermannella alba 

77 Zimmermannella alba Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 

ref|NR_024670.1| Staphylococcus 
2907194 2908690 Staphylococcus 


ref|NR_024669.1 
2908741 291023 


Staphylococcus 
4 Staphylococcus 


ref|NR_024668.1 
2910285 291177 


Staphylococcus 
6 Staphylococcus 


ref |NR_024667.1 
27 2913320 Staphy 


Staphylococcus kloosii 
lococcus kloosii 


ref|NR_024666.1 
2913371 291486 


Staphylococcus 
3 Staphylococcus 


ref |NR_024665.1 
14 2916405 Staphy 


Staphylococcus 
lococcus caprae 


caprae 


ref|NR_024664.1 
2916456 291794 


Staphylococcus 
9 Staphylococcus 


Eubacterium 
6 Eubacterium 
cterium. 
Microbacterium 
4 Microbacterium 
coccineae; 


ref |NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


ref |NR_024637.1 
2957165 295857 
les; Micrococcin 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


Microlunatus 
7 Microlunatus 
ibacterineae; 


ref |NR_026537.1 
2967820 296928 
cetales; Propion 


Friedmanniella 
0 Friedmanniella 
acterineae; 


ref|NR_026536.1 
2969338 297081 
tales; Propionib 


ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 

; Microbacteriaceae; Frigoribacterium. 
ref|NR_026506.1| Acidovorax defluvii 

17 Acidovorax defluvii Bacteria; 

ae; Acidovorax. 
ref|NR_026503.1 
shimai Bacte 


Thermus oshimai strain 
ria; Deinococcus- 


NR_026480.1 
3049889 305136 


ulfovibrionales; 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_026478.1| Formivibrio citricus 
82 Formivibrio citricus Bacteria; 

Formivibrio. 
ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 


Microbacterium 
0 Microbacterium 
ococcineae; 


ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; Desulfurella. 
ref|NR_026460.1| Desulfurella 


33 3081558 Desulfurella propionica 


Desulfurella 
urella multipotens 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 


104108 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


104108 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


104108 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


104108 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


104108 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


104108 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


104108 Bacteria_16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


104108 Bacteria_16S a, 
train DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
acteria; Proteobacteria; Alphaproteobacteria; 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


3082093 3082114 97 
teria; Proteobacteria; 


3111872 31119217 


118 


ain K-119 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


56 


11383 16S ribosomal RNA, partial sequence 


219846867 |ref|NR_026459.1| Desulfurella 
3081609 3083134 Desulfurella 


Desulfurellales; Desulfurellaceae; 


gi 


219846847 
31115 


ref|NR_026439.1| Desulfobacter 
17 3112988 Desulfobacter halotolerans 


gi 


acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
3115065 3115086 97 118 gi|219846845|ref|NR_026437.1| Microbacterium 
DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 


a; 


3125552 3125672 1 
in DSM 
eria; 


3141971 3142008 1 


lales; 
3148096 3148117 97 
51 16S 


3178662 3178683 97 
IBS B52218 16S 
a; 
e; Corynebacterium. 
3198441 3198502 1 


104108 Bacteria_16S 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 


104108 Bacteria_16S 


3224171 3224192 97 


3239279 3239340 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


118 


5458 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


38 


S ribosomal RNA, partial sequence 
Bacillales Family XI. 


118 


ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


118 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


62 


118 


62 


strain TagT2C 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 
104108 Bacteria_16S 
n DSM 44048 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


104108 Bacteria_16S 


strain DSM 40297 


strain DSM 43377 


dassonvillei subs 
Actinomycetales; 


strain DSM 8239 1 
Firmicutes; Clost 


104108 Bacteria_16S 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 
Clostridiales; 


fimetarium Bacter 


104108 Bacteria_16S 


3255827 3255848 97 


Nocardiopsis. 
3257340 3257361 97 


16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_16S 


3258852 3258873 97 


16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104108 Bacteria_16S 


3260362 3260383 97 
p- 


Streptosporangineae; Nocardiopsaceae; 
104108 Bacteria_16S 


3275495 3275516 97 


118 


118 


118 


118 


albirubida strain DSM 40465 16S ribosomal RNA, 
Nocardiopsis dassonvillei subsp. 


Incertae 


Micrococcineae; Microbacteriaceae; 


219846838] ref |NR_026430.1| Hyphomicrobium 
125234 3126653 Hyphomicrobium 


Rhizobiales; Hyphomicrobiaceae; 


gi 


w 


gi|219846827|ref|NR_026419.1| Gemella sanguinis 
3141609 3143118 Gemella sanguinis Bacteria; 
Sedis; Gemella. 
219846823|ref|NR_026415.1| Corynebacterium 
3147642 3149116 Corynebacterium falsenii 
Corynebacterineae; Corynebacteriaceae; 


gi 


219846802|ref 
sequence 2 


NR_026394.1| Corynebacterium 
178210 3179532 Corynebacterium 
Corynebacterineae; 


gi 


gi|219846789|ref|NR_026381.1| Magnetospirillum 


Rhodospirillales; Rhodospirillaceae; 
219846771|ref|NR_026363.1| Actinomyces europaeus 
3223689 3225098 Actinomyces europaeus 
Actinomycineae; Actinomycetaceae; 


gi 


gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 

3238968 3240379 Xanthobacter tagetidis Bacteria; 
Xanthobacter. 

gi|219846750|ref|NR_026342.1| Nocardiopsis 


3255372 3256832 Nocardiopsis 
Actinomycetales; Streptosporangineae; 
219846749 |ref|NR_026341.1| Nocardiopsis listeri 
listeri Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
gi|219846748|ref|NR_026340.1| Nocardiopsis alba 
alba Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
gi| 219846747 |ref|NR_026339.1| Nocardiopsis 


partial sequence 3259907 3261367 


gi 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


118 


Nocardiopsis. 


gi|219846737|ref|NR_026329.1| Acetobacterium bakii 


6S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 


ridia; Clostridiales; 
3277014 3277035 97 


Firmicutes; 
3351520 3351541 97 


ia; 


Clostridia; 


Eubacteriaceae; 


118 


118 


Acetobacterium. 
219846736 |ref|NR_026328.1| Acetobacterium 
3276555 3278023 Acetobacterium 
Eubacteriaceae; Acetobacterium. 

219846683 |ref|NR_026275.1| Agrococcus jenensis 


gi 


gi 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
104108 Bacteria_16S 


strain DSM 2062 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
104108 Bacteria_16S 


strain NCTC 10951 


strain CIP 103259 


3394127 3394148 97 


118 


Microbacteriaceae; Agrococcus. 


gi|219846649|ref|NR_026241.1| Brevibacterium iodinum 


6S ribosomal RNA, partial sequence 3393663 3395147 Brevibacterium iodinum Bacteria; 


3412468 3412489 97 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
104108 Bacteria_16S 


3413932 3413953 97 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
104108 Bacteria_16S 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 


3430255 3430276 97 


118 


118 


118 


Brevibacteriaceae; Brevibacterium. 
219846636|ref|NR_026228.1| Actinomyces viscosus 
3412006 3413422 Actinomyces viscosus Bacteria; 
Actinomycetaceae; Actinomyces. 
219846635|ref|NR_026227.1| Actinomyces israelii 
3413473 3414913 Actinomyces israelii Bacteria; 
Actinomycetaceae; Actinomyces. 
ref|NR_026216.1| Corynebacterium 
3429781 3431124 Corynebacterium 


gi 


gi 


gi| 219846624 


matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


104108 Bacteria_16S 


strain 6843 DSM 1 


3478506 3478527 97 118 gi 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 


ref 
43 Actinomyces georgiae Bacteria; 


NR_026182.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
104108 Bacteria_16S 3479956 3479977 97 118 gi| 219846589 |ref|NR_026181.1 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 348091 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
Actinomycetaceae; Actinomyces. 

104108 Bacteria_16S 3481435 3481456 97 118 gi| 219846588 |ref|NR_026180.1 
strain NCTC 11636 16S ribosomal RNA, partial sequence 3480966 3482380 Actino 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
104108 Bacteria_16S 3498162 3498183 97 118 gi| 219846577 |ref|NR_026169.1 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
104108 Bacteria_16S 3502553 3502574 97 118 gi|219846574|ref|NR_026166.1 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 35035 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
104108 Bacteria_16S 3504080 3504101 97 118 gi| 219846573 |ref|NR_026165.1 
strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 35051 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
104108 Bacteria_16S 3505608 3505629 97 118 gi|219846572|ref|NR_026164.1 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 35066 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
104108 Bacteria_16S 3507125 3507146 97 118 gi|219846571|ref|NR_026163.1 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 350814 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

104108 Bacteria_16S 3508646 3508667 97 118 gi|219846570|ref|NR_026162.1 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 350966 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Microbacteriaceae; Microbacterium. 

104108 Bacteria_16S 3510168 3510189 97 118 gi|219846569|ref|NR_026161.1 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 351118 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

104108 Bacteria_16S 3511586 3511639 1 54 gi|219846568|ref|NR_026160.1 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 351270 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

104108 Bacteria_16S 3511690 3511711 97 118 gi|219846568|ref|NR_026160.1 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 351270 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

104108 Bacteria_16S 3513108 35131611 54 gi| 219846567 |ref|NR_026159.1 


strain DSM 7485 1 


Actinobacteria; Actinobac 
104108 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
104108 Bacteria_16S 


strain DSM 7486 1 


6S ribos 


6S ribosomal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae 
3513216 3513237 97 118 gi| 219846567 


6S ribosomal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae 
3514740 3514761 97 118 gi|219846566 


’ 


’ 


ref 
33 Rathayibacter 


ref 


33 Rathayibacter 


crobacteriac 
NR_026159.1 


Mi 


crobacteriac 
NR_026158.1 


Mi 


Actinomyces georgiae 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 


Actinobacteria; Actinobac 
104108 Bacteria_16S 


strain DSM 20542 16S ribo 


3516154 3516207 1 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Microc 
54 gi|219846565 
somal RNA, partial sequence 3515805 35172 


occineae; 


54 Rathayibacter tritici Bacteria; 

; Microbacteriaceae; Rathayibacter. 
ref|NR_026157.1| Curtobacterium luteum 
76 Curtobacterium luteum Bacteria; 

; Microbacteriaceae; Curtobacterium. 
ref|NR_026157.1| Curtobacterium luteum 
76 Curtobacterium luteum Bacteria; 

; Microbacteriaceae; Curtobacterium. 
ref|NR_026156.1| Curtobacterium citreum 
98 Curtobacterium citreum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
104108 Bacteria_16S 3516258 3516279 97 118 gi| 219846565 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
104108 Bacteria_16S 3517676 3517729 1 54 gi|219846564 
strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
104108 Bacteria_16S 3517780 3517801 97 118 gi| 219846564 


strain DSM 20528 
Actinobacteria; A 


104108 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


104108 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


104108 Bacteria_16S 
michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3517327 35187 


ctinobacteridae; Actinomycetales; Micrococcineae 

3588014 3588035 97 118 gi| 219846517 
n A63 16S ribosomal RNA, partial sequence 35875 
acteria; Deltaproteobacteria; Desulfurellales; D 

3601921 3601942 97 118 gi|219846505 
in BM 1192/5 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
Actinomyces. 

3768782 3768835 1 54 gi| 219846385 


, 


’ 


ref 
98 Curtobacterium citreum Bacteria; 


ref 
07 3589069 Desul 
esul 
ref 


ceta 


ref 


Microbacteriac 
NR_026156.1 


crobacteriac 
NR_026109.1 
f 
furellaceae; 
NR_026097.1 
3601450 360294 
les; Actinom 


Mi 


eae; Curtobacterium. 
Curtobacterium citreum 


eae; Curtobacterium. 

Desulfurella 

urella acetivorans 
Desulfurella. 
Actinomyces 

5 Actinomyces 

ycineae; 


NR_025976.1 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 


104108 Bacteria_ 


michiganensis su 


Actinomycetales; 


104108 Bacteria_ 


strain R001 16S 
Proteobacteria; 


104108 Bacteria_ 


strain 34-P 16S 
Proteobacteria; 


104108 Bacteria_ 


strain 18323 16S 
Proteobacteria; 


104108 Bacteria_ 


parapertussis st 
parapertussis Ba 


104108 Bacteria_ 


bronchiseptica s 
bronchiseptica B 


104108 Bacteria_ 


flavefaciens str 
Bacteria; Firmic 


104108 Bacteria_ 


strain ATCC 2725 
Firmicutes; Clos 


104108 Bacteria_ 


strain AW 25 16S 
Firmicutes; Baci 


104108 Bacteria_ 


strain 2917B 16S 
Firmicutes; Baci 


104108 Bacteria_ 


strain ATCC 1037 
Bacteria; Firmic 


104108 Bacteria_ 


strain RT4. 
Firmicutes; 


Bid 
Clos 


104108 Bacteria_ 


UB-38 16S riboso 
Betaproteobacter 


104108 Bacteria_ 


halodenitrifican 
halodenitrifican 
Halomonas. 


104108 Bacteria_ 


strain FR2 16S r 
Proteobacteria; 


104108 Bacteria_ 


denitrificans st 
denitrificans Ba 


104108 Bacteria_ 


strain 20-5 16S 
Actinobacteria; 


104108 Bacteria_ 


strain 20-5 16S 
Actinobacteria; 


104108 Bacteria_ 


strain NRRL B-16 
Bacteria; Actino 


104108 Bacteria_ 


strain NRRL B-16 
Bacteria; Actino 


104108 Bacteria_ 


lechevalierae st 
lechevalierae Ba 
Glycomycetaceae; 


104108 Bacteria_ 


strain SS20 16S 


16S 
b 


3768886 3768907 97 118 gi 
species tessellarius strain 78181 16S 


219846385 
ribosomal 


ref 
RNA, 


NR_025976.1 
partial seq 


Micrococcineae; Microbacteriaceae; Clavibacter. 
16S 3770445 3770466 97 118 gi| 219846384 |ref|NR_025975.1 
ribosomal RNA, partial sequence 3769978 37714 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
16S 3794563 3794584 97 118 gi| 219846367 |ref|NR_025958.1 
ribosomal RNA, partial sequence 3794096 37955 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
16S 3803642 3803663 97 118 gi|219846360|ref|NR_025951.1 
ribosomal RNA, partial sequence 3803146 38046 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
16S 3805156 3805177 97 118 gi|219846359|ref|NR_025950.1 
rain 522 16S ribosomal RNA, partial sequence 3804660 380612 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
16S 3806670 3806691 97 118 gi|219846358|ref|NR_025949.1 
train Dog 71 16S ribosomal RNA, partial sequence 3806174 380763 
acteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alc 
16S 3831180 3831201 97 118 gi|219846341|ref|NR_025931.1 
ain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Rumino 
utes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
16S 3832607 3832628 97 118 gi|219846340|ref|NR_025930.1 
5 16S ribosomal RNA, partial sequence 3832173 3833552 Rumino 
tridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
16S 3844587 3844624 1 38 gi| 219846332 |ref|NR_025922.1 
ribosomal RNA, partial sequence 3844228 38456 
llales; Staphylococcus. 
16S 3871815 3871852 1 38 gi|219846314|ref|NR_025904.1 
ribosomal RNA, partial sequence 3871442 38729 
llales; Bacillales Family XI. Incertae Sedis; Gemella. 
16S 3873402 3873439 1 38 gi|219846313|ref|NR_025903.1 
9 16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 
utes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
16S 3879664 3879697 86 118 gi| 219846309 |ref|NR_025899.1 
6S ribosomal RNA, complete sequence 3879197 38807 
tridia; Clostridiales; Clostridiaceae; Caloramator. 
16S 3890601 3890622 97 118 gi|219846301|ref|NR_025891.1 
mal RNA, partial sequence 3890099 3891585 Kingella oralis Bacte 
ia; Neisseriales; Neisseriaceae; Kingella. 
16S 3892007 3892068 1 62 gi|219846300|ref|NR_025890.1 
s strain DSM 735 16S ribosomal RNA, complete sequence 389163 
s Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillale 
16S 3962799 3962820 97 118 gi|219846250|ref|NR_025840.1 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; 

Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 

Ruminococcus 
coccus flavefaciens 


Bordetella. 


Ruminococcus bromii 
coccus bromii Bacteria; 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Kingella oralis strain 
ria; Proteobacteria; 


Halomonas 
6 3893166 Halomonas 


s; Halomonadaceae; 


Rhodoferax fermentans 


ibosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

16S 3971654 3971675 97 118 gi|219846244|ref|NR_025834.1| Brachymonas 

rain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 

cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
16S 4023562 4023615 1 54 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

16S 4023670 4023691 97 118 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

16S 4031325 4031346 97 soe;) gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
bacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
16S 4032875 4032896 97 118 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
bacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
16S 4034429 4034450 97 118 gi|219846200|ref|NR_025790.1| Glycomyces 

rain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 

Glycomyces. 

16S 4055286 4055347 1 62 gi|219846183|ref|NR_025773.1| Halomonas koreensis 


ribosomal RNA, partial sequence 


4054980 4056378 Halomonas koreensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


104108 Bacteria_16S 
strain YIM 90010 


4061421 4061442 97 118 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104108 Bacteria_16S 
strain CLN-1 16S 
Proteobacteria; 

104108 Bacteria_16S 

tainanensis strain S1 
Bacteria; Proteob 
104108 Bacteria_16S 
strain MB 1871 16 
Firmicutes; Bacil 
104108 Bacteria_16S 


permense strain VKM Ac-2 
Actin 


permense Bacteria; 
Brevibacterium. 
104108 Bacteria_16S 
strain KMM 3637 1 


104108 Bacteria_16S 
nitratireducens s 
nitratireducens B 
104108 Bacteria_16S 


strain LMG 5911 16S ribo 


Proteobacteria; 
104108 Bacteria_16S 


acteria; 


S ribosomal RNA, partial 
lales; 


6S ribo 
Actinobacteria; Actinoba 


train M 
acteria; 


Betaproteobacteria; 


4081269 4081290 97 118 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Tepi 


4100707 4100728 97 
16S ribosomal RNA, 


118 


4105146 4105183 1 38 
sequence 
Paenibacillaceae; 
4112875 4112896 97 


280 16S ribosomal 


118 


4120428 4120449 97 118 


4172637 4172686 7 56 


Firmicutes; Clostridia; 
4175808 4175829 97 118 


4177293 4177314 97 118 


complete sequenc 
Betaproteobacteria; Neisseria 


RNA, partial 
obacteria; Actinobacteridae; Ac 


et 79 16S ribosomal RNA, partia 
Clost 


gi 


16S ribosomal RNA, partial sequence 4060988 40 
Streptospor 
219846165 
4080799 40 
dimon 
219846152 
002 
iss 
219846149 
4104804 41 
Paenibacillus 


gi 


gi 
e 
les; 


gi 


gi 


gi 
gi 
1 
gi 


ca 
gi 


219846178 
624 
ang 


as. 


41 
Ne 


219846142 
sequenc 
tinomyc 


e 


219846137 
somal RNA, partial sequence 4119951 41214 
cteridae; Actinomycetales; Micrococcineae; 
219846098 
sequence 
ridiales; 

219846096 
somal RNA, partial sequence 4175338 41767 
Burkholderiales; Alcaligenace 


219846095 


insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 


insolitus Bacteria; Proteobacteria; Betaproteobacteria; 


104108 Bacteria_16S 
nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 
104108 Bacteria_16S 
umidischolae stra 


Nocardiopsaceae; 
104108 Bacteria_16S 
strain R18165 16S 


104108 Bacteria_16S 
strain 513A 16S r 
Spirochaetes; 
104108 Bacteria_16S 
strain L532 16S r 
Firmicutes; 
104108 Bacteria_16S 
strain 12B4 16S r 
Firmicutes; 
104108 Bacteria_16S 
amylolyticus stra 
amylolyticus Bacteria; 
104108 Bacteria_16S 

strain SS 1019 16 
Firmicutes; 
104108 Bacteria_16S 
condimenti strain 
Bacteria; 
104108 Bacteria_16S 
strain AS2 16S ri 
Firmicutes; 
104108 Bacteria_16S 
strain J1-31B-1 1 


104108 Bacteria_16S 
asaccharolytica s 
asaccharolytica B 
Sphingomonas. 

104108 Bacteria_16S 
strain 58/1971 16 
Firmicutes; 
104108 Bacteria_16S 


acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
4216768 4216789 97 118 gi| 219846063 |ref|NR_025653.1 
in 66/93 16S ribosomal RNA, partial sequence 4216320 421777 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsis. 
4237933 4237954 97 118 gi| 219846043 |ref|NR_025633.1 
ribosomal RNA, complete sequence 4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
12413 12433 98 118 gi| 265679055 |ref|NR_029363.1 
ibosomal RNA, partial sequence 11961 13410 
Spirochaetales; Brachyspiraceae; Brachyspira. 
16993 17013 98 118 gi|265679052|ref|NR_029360.1 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
21604 21624 98 118 gi|265679049|ref|NR_029357.1 
ibosomal RNA, partial sequence 21157 22626 #Propionispira 
Clostridia; Clostridiales; Veillonellaceae; Propionispira. 
29276 29296 98 118 gi|265679044|ref|NR_029352.1 
in LA 5 16S ribosomal RNA, partial sequence 28769 30312 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 
30850 30870 98 118 gi| 265679043 |ref|NR_029351.1 
S ribosomal RNA, partial sequence 30363 31864 
Lactobacillales; Aerococcaceae; Facklamia. 
39683 39703 98 118 gi| 265679037 |ref|NR_029345.1 
F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphy 
Firmicutes; Bacillales; Staphylococcus. 
52001 52021 98 118 gi|265679029|ref|NR_029337.1 
bosomal RNA, partial sequence 51487 53037 Enterococcus 
Lactobacillales; Enterococcaceae; Enterococcus. 
55051 55071 98 118 gi| 265679027 |ref|NR_029335.1 
6S ribosomal RNA, partial sequence 54638 56028 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 
67014 67074 1 61 gi|265679019|ref|NR_029327.1 
train Y-345 16S ribosomal RNA, partial sequence 66694 68135 
acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
80494 80514 98 118 gi|265679010|ref|NR_029318.1 
S ribosomal RNA, partial sequence 80045 81448 
Bacillales; Listeriaceae; Listeria. 
94176 94196 98 118 gi|265679000|ref|NR_029308.1 
complete sequence 93645 95214 


strain KPA 16S ribosomal RNA, 


Firmicutes; 


Lactobacillales; 


4205945 4206006 1 62 


train ALEN 2 16S ribosomal RNA, partia 


Lactobacillaceae; 


gi 
1 


Burkholde 
219846071 
sequence 


Lactobacillus. 


822 


063 


eta 


ref 


ref 


ref 


ref 


ref 
4 
les; 


ref 


ref 
4 


ref 


ae; 
ref 
4 
rial 
ref 


36 Nocardiopsis 


ineae; Nocardiop 


22 4101735 Chiti 
eriaceae; 


11 Paenibacillus 


112427 41138 


172278 41737 
Eubacteriaceae; 
83 Achromobacter 


176834 41783 


4205616 42070 


NR_025768.1 


NR_025755.1 


NR_025742.1 


Chiti 
NR_025739.1 


NR_025732.1 
8 
Micrococcin 


NR_025727.1 


NR_025688.1 
4 


NR_025686.1 


Achromobacte 
NR_025685.1 
0 
es; Alcalige 
NR_025661.1 
2 


n 
n 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Chitinibacter 
ibacter tainanensis 
ibacter. 

Paenibacillus lactis 
lactis Bacteria; 


Brevibacterium 
5 Brevibacterium 


eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 
Brevibacteriac 


eae; Brevibacterium. 
Garciella 

8 Garciella 

Garciella. 
Achromobacter spanius 
spanius Bacteria; 

ts 
Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 
Thioalkalivibrio 

5 Thioalkalivibrio 

thiorhodospiraceae; 


Nocardiopsis 
2 Nocardiopsis 


sporangineae; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Lactobacillus perolens 
perolens Bacteria; 


Propionispira arboris 
arboris Bacteria; 


Lactobacillus 
Lactobacillus 

us. 

Facklamia sourekii 


Facklamia sourekii Bacteria; 


Staphylococcus 
lococcus condimenti 


Enterococcus asini 


asini Bacteria; 


Holdemania filiformis 


Holdemania filiformis Bacteria; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Listeria innocua 


Listeria innocua Bacteria; 


Lactobacillus lindneri 


Lactobacillus lindneri Bacteria; 


104108 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


104108 Bacteria_16S 


strain Prevot 247 


110856 110884 1 

osomal RNA, partial sequence 
rochaetales; 
126286 126310 4 28 gi 
7B 16S ribosomal RNA, partial sequence 


29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


104108 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


104108 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


104108 Bacteria_16S 


strain 113-1 16S 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
104108 Bacteria_16S 202562 202582 98 118 gi| 265678928 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 20208 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacte 
Coprothermobacter. 

104108 Bacteria_16S 207272 207292 98 118 gi| 265678924 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequenc 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
104108 Bacteria_16S 227006 227030 4 28 gi| 265678911 
aichiense strain 49005 16S ribosomal RNA, partial sequence 22663 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

104108 Bacteria_16S 228512 228536 4 28 gi| 265678910 
strain 47001 16S ribosomal RNA, partial sequence 228138 22959 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
104108 Bacteria_16S 230020 230044 4 28 gi| 265678909 
strain 358 16S ribosomal RNA, partial sequence 229646 23110 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
104108 Bacteria_16S 244211 244231 98 118 gi| 265678899 


strain LC 1 16S r 
Firmicutes; Clost 


104108 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


104108 Bacteria_16S 


actinomycetemcomi 


Pasteurellales; P 


104108 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


104108 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


104108 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


104108 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


104108 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


104108 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


104108 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


104108 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


104108 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


155228 155248 98 118 gi 
cteria; Firmicutes; Clostridia; Clostr 
164397 164417 98 118 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
185724 185744 98 118 gi 
ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
290927 290947 98 118 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 

292400 292448 7 55 gi 
tans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 


asteurellaceae; Aggregatibacter. 
295419 295447 1 29 gi 
psilonproteobacteria; Campylobacterale 
304424 304464 14 54 gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
312231 312251 98 118 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
321196 321216 98 118 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
328858 328894 2 38 gi 
strain JW/Z-1 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

339938 339958 98 118 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
344406 344426 98 118 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
345967 345987 98 118 gi 
osomal RNA, partial sequence 
lales; Paenibacillaceae; 
347436 347456 98 118 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 


gi 


104108 Bacteria_16S 


372490 372550 1 61 gi 


110499 11199 
Spirochaetaceae; Treponema 


rain Al 16S ribosomal RNA, partial seq 


185230 18674 


243690 24511 


290399 29196 


6S ribosomal RNA, partial sequence 295056 29653 


304028 30558 


339450 34088 


343905 34542 


345474 34689 
Brevibacillus. 


265678988 


265678978 
12591 


265678959 
uence 
idiales; C 
265678953 
sequence 
Lactobaci 
265678939 


Megasphae 
265678866 


265678865 
RNA, part 


265678863 


s; Helicob 
265678857 


265678852 
equence 
ylococcus. 
265678846 
sequence 
illaceae; 
265678841 
al sequenc 
tridiales; 


265678831 


cus. 
265678828 


illus. 
265678827 


265678826 
ial sequen 
illaceae; 


nomycineae; 


ref|NR_029296.1 


ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref |NR_029267.1 

154728 156242 
lostridiaceae; C 
ref|NR_029261.1 

163866 165437 
llaceae; Lactoba 
ref |NR_029247.1 


eae. 
ref|NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref|NR_029219.1 
2 228087 Mycoba 
nebacterineae; M 


ref|NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
eae; Mycobacteri 
ref |NR_029207.1 


ra. 


ref|NR_029172.1 


ref 
ial 


NR_029171.1 
sequence 


ref|NR_029169.1 
6 Helicobacter 
acteraceae; Heli 
ref|NR_029163.1 


ref|NR_029158.1 
311738 31326 


e 328486 3 
Clostridia 


ref |NR_029136.1 


ref|NR_029133.1 
3 Lactobacillus 


ref|NR_029132.1 
2 Brevibacillus 


ref |NR_029131.1 
ce 346943 348361 
Brevibacillus 


265678806 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Clostridium 
Clostridium 
lostridium. 
Lactobacillus 
Lactobacillus 
cillus. 
Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


Clostridium 

Clostridium 
stridium. 

Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 

Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Staphylococcus 
Staphylococcus 


Bacillus 
Bacillus 


Sedimentibacter 
Sedimentibacter 


amily XI. Incertae 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Lactobacillus pentosus 
pentosus Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


ref|NR_029111.1 
372149 373610 


Sphingomonas 
Sphingomonas 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 
Sphingomonas. 

104108 Bacteria_16S 
delbrueckii subsp. 


Firmicutes; 


Bacteria; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Bacteria; 


Clostridia; 
104108 Bacteria_16S 
multivorans strai 
Firmicutes; 
104108 Bacteria_16S 
ammonificans stra 


380235 380255 98 118 


387900 387920 98 118 


395546 395566 98 118 


Bacillales; Bacillaceae; 
407927 407947 98 118 


412634 412654 98 118 
Kx156A7 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 

414238 414258 98 118 


Firmicutes; 
423389 423409 98 118 


Bacillaceae; Bacillus. 
452727 452747 98 118 
S ribosomal RNA, 


454325 454345 98 118 
S ribosomal RNA, 


455889 455909 98 118 


Firmicutes; 
474090 474110 98 118 


Firmicutes; 
475627 475647 98 118 


Firmicutes; 
483063 483087 4 28 


Synergistetes; 
497096 497116 98 118 


Firmicutes; 
501800 501820 98 118 


lales; Bacillaceae; Bacillus. 
507934 507954 98 118 


Lactobacillus. 
512440 512460 98 118 
CCUG 47156 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; 
513878 513898 98 118 


Lactobacillaceae; 
526108 526128 98 118 


Firmicutes; Bacillales; 
532164 532184 98 118 


lales; Bacillaceae; Bacillus. 
541343 541363 98 118 
tes; Bacillales; 
550611 550631 98 118 


Firmicutes; 


indicus strain NCC725 16S ribosomal RNA, partial sequence 
Lactobacillus delbrueckii subsp. 
Lactobacillus. 
104108 Bacteria_16S 
strain RV-12x 16S 


indicus Bacteria; 


ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; Veillonella. 


n 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuib 
Tenuibacillus. 


in HB-1 16S ribosomal RNA, partial sequence 
ammonificans Bacteria; Aquificae; Aquificales; 
104108 Bacteria_16S 
saerimneri strain 
saerimneri Bacteria; 
104108 Bacteria_16S 
gastricus strain 
gastricus Bacteria; 
104108 Bacteria_16S 
kalixensis strain Kx127A2 16S ribosomal RNA, 
kalixensis Bacteria; 
104108 Bacteria_16S 
strain F12 16S ribosomal RNA, partial sequence 
Bacillales; 
104108 Bacteria_16S 

strain R 16089 16 


Desulfurobacteriaceae; 


411034 411054 98 118 gi|265678780|ref|NR_029085.1 
GDA154 16S ribosomal RNA, partial sequence 410506 412073 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 


complete sequence 412124 413673 
Lactobacillaceae; Lactobacillus. 


complete sequence 413724 415278 


Lactobacillales; Lactobacillaceae; Lactobacillus. 


complete sequence 
Bacillales; Macrococcus. 
104108 Bacteria_16S 
strain R 16086 16 complete sequence 
Bacillales; Macrococcus. 
104108 Bacteria_16S 
oligofermentans s 
oligofermentans Bacteria; 
104108 Bacteria_16S 
phoeniculicola strain JLB-1 16S ribosomal RNA, 
phoeniculicola Bacteria; 
104108 Bacteria_16S 
parakefiri strain 
parakefiri Bacteria; 
104108 Bacteria_16S 
acidaminovorans s 
acidaminovorans Bacteria; 
104108 Bacteria_16S 
halichoeri strain M512/02/1 16S ribosomal RNA, 
halichoeri Bacteria; 
104108 Bacteria_16S 
strain Sd/3 16S ribosomal RNA, partial sequence 
Bacil 
104108 Bacteria_16S 
coryniformis subs 


train 2-4 16S ribosomal RNA, partial sequence 
Lactobacillales; 


partial sequence 
Lactobacillales; Enterococcaceae; 


GCL 1731 16S ribosomal RNA, partial sequence 
Lactobacillales; 


train sr15 16S ribosomal RNA, partial sequence 
Synergistia; Synergistales; 


partial sequence 
Lactobacillales; 


p. torquens strain 30 16S ribosomal RNA, 
Lactobacillus coryniformis subsp. torqu 
Lactobacillaceae; 
104108 Bacteria_16S 
devriesei strain 

devriesei Bacteri 
104108 Bacteria_16S 
strain CS1 16S ribosomal RNA, partial sequence 
Lactobacillales; 
104108 Bacteria_16S 
contaminans strai 
contaminans Bacteria; 
104108 Bacteria_16S 

strain IDA1967 16 
Bacil 
104108 Bacteria_16S 
nepalensis strain 
Firmicu 
104108 Bacteria_16S 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 
versmoldensis Bacteria; 


ens Bacteria; 


partial sequence 511957 -513395 
Streptococcaceae; Streptococcus. 
Lactobacillus. 


n R-16222 16S ribosomal RNA, partial sequence 
Bacillaceae; Anoxybacillus. 


S ribosomal RNA, partial sequence 


CW1 16S ribosomal RNA, partial sequence 
Staphylococcus. 


Lactobacillales; 


Sphingomonadales; S 
gi|265678801|ref|NR_029106.1 
Firmicutes; 


gi|265678796|ref|NR_029101.1 


Lactobacillales; 


phingomonadaceae; 
Lactobacillus 
379741 381255 


Lactobacillaceae; 


Veillonella ratti 


387448 388843 Veillonella ratti Bacteria; 


gi|265678791|ref|NR_029096.1 


gi| 265678783 |ref|NR_029088.1 
407444 408915 
Thermovibri 


gi| 265678779 |ref|NR_029084.1 


gi| 265678778 |ref|NR_029083.1 


gi|265678772|ref|NR_029077.1 


Tenuibacillus 
acillus multivorans 


Thermovibrio 
Thermovibrio 
oO. 
Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 


Bacillus algicola 


422881 424425 Bacillus algicola Bacteria; 


gi| 265678752 |ref|NR_029057.1 
gi|265678751|ref|NR_029056.1 


gi| 265678747 |ref|NR_029052.1 
455417 456926 
Streptococcaceae; Streptoc 
gi| 265678735 |ref|NR_029040.1 
473588 475066 
Enterococc 
gi|265678734|ref|NR_029039.1 
475117 476512 
Lactobacillaceae; Lactobacillus 

gi| 265678729 |ref|NR_029034.1 
482698 484170 
Synergistace 
gi|265678720|ref|NR_029025.1 
496622 498127 
Streptococcaceae; Streptococcus 

gi| 265678717 |ref|NR_029022.1 

501307 502811 


gi|265678713|ref|NR_029018.1 
complete sequence 
Firmicutes; 
gi|265678710|ref|NR_029015.1 
gi| 265678709 |ref|NR_029014.1 
513446 514813 Lactobacillus 


gi|265678701|ref|NR_029006.1 
525601 527141 


gi| 265678697 |ref|NR_029002.1 


Macrococcus lamae 


452220 453768 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


453819 455366 Macrococcus hajekii Bacteria; 


Streptococcus 
Streptococcus 
occus. 
Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 
Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 
Streptococcus 
Streptococcus 


Bacillus indicus 


Bacillus indicus Bacteria; 


Lactobacillus 
507410 508930 


Lactobacillales; 


Streptococcus 
Streptococcus 


Lactobacillus rossiae 
rossiae Bacteria; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


531745 533182 Bacillus drentensis Bacteria; 


gi| 265678691 |ref|NR_028996.1 
540862 542331 Staphy 


Staphylococcus 
lococcus nepalensis 


gi| 265678685 |ref|NR_028990.1 
550095 551652 
Lactobacillaceae; Lactobacil 


Lactobacillus 
Lactobacillus 
lus. 


104108 Bacteria_16S 567230 567258 1 29 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

104108 Bacteria_16S 585347 585367 98 118 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104108 Bacteria_16S 594408 594428 98 118 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

104108 Bacteria_16S 595785 595809 4 28 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
104108 Bacteria_16S 603429 603449 98 118 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

104108 Bacteria_16S 606419 606439 98 118 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

104108 Bacteria_16S 609489 609509 98 118 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

104108 Bacteria_16S 611036 611056 98 118 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

104108 Bacteria_16S 649175 649235 1 61 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

104108 Bacteria_16S 650748 650768 98 118 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

104108 Bacteria_16S 661149 661169 98 118 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

104108 Bacteria_16S 719954 720014 1 61 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 

104108 Bacteria_16S 726317 726337 98 118 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

104108 Bacteria_16S 730795 730815 98 118 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

104108 Bacteria_16S 735316 735336 98 118 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

104108 Bacteria_16S 766431 766451 98 118 gi|265678535|ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

104108 Bacteria_16S 772539 772559 98 118 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

104108 Bacteria_16S 775694 775714 98 118 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

104108 Bacteria_16S 798680 798700 98 118 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

104108 Bacteria_16S 804818 804838 98 118 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

104108 Bacteria_16S 807931 807951 98 118 gi| 265678507 |ref|NR_028810.1]| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

104108 Bacteria_16S 827729 827749 98 118 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

104108 Bacteria_16S 829305 829325 98 118 gi|265678493|ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

104108 Bacteria_16S 830838 830858 98 118 gi|265678492|ref|NR_028795.1| Enterococcus 


haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 


830324 831835 Enterococcus 


104108 Bacteria_16S 
moraviensis strai 
Firmicu 
104108 Bacteria_16S 


Bacteria; 


strain E6844 16S 
Firmicutes; 


104108 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
104108 Bacteria_16S 
intermedius strai 
Firmicu 


Bacteria; 


104108 Bacteria_16S 


strain PSv29 16S 
Proteobacteria; 


salivarius strain 
salivarius Bacter 


104108 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


104108 Bacteria_16S 


strain B1333 16S 


Firmicutes; Lacto 


104108 Bacteria_16S 


succinus subsp. s 


104108 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


104108 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


104108 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


104108 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


104108 Bacteria_16S 


strain LK2-10 16S 


Lacto 


D 
104108 Bacteria_16S 


ribosomal RNA, partial sequence 


bosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1022045 1022065 98 118 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1023616 1023636 98 118 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1032681 1032701 98 118 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1047921 1047945 4 28 gi 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


104108 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


104108 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


104108 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
104108 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


104108 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1082490 1082510 98 118 gi 


832394 832414 98 118 gi| 265678491 |ref|NR_028794.1 
n 330 16S ribosomal RNA, partial sequence 831886 833394 Entero 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 

897371 897391 98 see) gi| 265678446 |ref|NR_028748.1 


896853 89837 


1019984 10214 


occus. 

265678363 
e sequence 
tococcacea 
265678362 


1023111 10246 


occus. 
265678356 
sequence 
obacillace 
265678346 


1047573 10490 


omonosporineae; Micromonos 

1049601 1049621 98 118 gi| 265678345 |ref|NR_028647.1 

rain 17S 16S ribosomal RNA, partial sequence 1049100 105058 
cteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balneariu 
1073457 1073517 1 61 gi| 265678328 |ref|NR_028630.1 
ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosp 
acteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadacea 
1077849 1077909 1 61 gi|265678324|ref|NR_028626.1 

4 16S ribosomal RNA, partial sequence 1077529 1078967 Sphing 
Sphingomonadales; Sphingomonadaceae; Sphingo 

1080963 1080983 98 118 gi| 265678322 |ref|NR_028624.1 


1080469 10819 


265678321 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 


Firmicutes; Lacto 


104108 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


104108 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


104108 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


104108 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


104108 Bacteria_16S 


bacillales; Lactobacillaceae; Lactobac 
1087036 1087056 98 118 gi 
1 RNA, complete sequence 
laceae; Bacillus. 
1091685 1091705 98 118 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1117356 1117376 98 118 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1123469 1123489 98 118 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1127791 1127819 1 29 gi 


gi 


illus. 
265678318 


1086532 1088056 Bacil 


265678315 


1091188 10926 


illus. 
265678297 


1116890 11182 


occus. 
224581425 


1122944 11244 


illus. 
253680771 


pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 


6 Enterococcus 


95 Streptococcus 


ref|NR_028665.1 
1021546 102306 
e; Streptococcus 
ref|NR_028664.1 
30 Streptococcus 


ref|NR_028658.1 

1032165 103372 
Lactobacillu 
NR_028648.1 


ae; 
ref 


ref |NR_028623.1 
61 Lactobacillus 


ref 
lus 


NR_028620.1 
akibai Bacte 


ref |NR_028617.1 
88 Lactobacillus 


ref |NR_028598.1 
82 Streptococcus 


ref |NR_027206.1 
63 Lactobacillus 


Enterococcus 
coccus moraviensis 


Enterococcus avium 


avium Bacteria; 


bacillales; Enterococcaceae; Enterococcus. 

908037 908097 1 61 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 

S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

915953 915973 98 118 gi|265678434|ref|NR_028736.1| Streptococcus 
n 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
tes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 

925181 925217 2 38 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

932953 932973 98 118 gi| 265678423 |ref|NR_028725.1| Lactobacillus 

HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

962390 962410 98 118 gi| 265678403 |ref|NR_028705.1| Enterococcus 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

996208 996228 98 118 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
bacillales; Carnobacteriaceae; Granulicatella. 

1018893 1018913 98 118 gi| 265678365 |ref|NR_028667.1| Staphylococcus 
uccinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 

Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
1020492 1020512 98 118 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 


gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Balnearium 
0 Balnearium 
m. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Lactobacillus 
equi Bacteria; 


equi 
Bacillus akibai strain 
ria; Firmicutes; 


Lactobacillus algidus 
algidus Bacteria; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Lactobacillus antri 
antri Bacteria; 


ref|NR_028019.1 
1127427 112890 


Helicobacter 
7 Helicobacter 


pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 
104108 Bacteria_16S 1141417 1141477 1 
witflariensis strain W-5 
witflariensis Bacteria; 

Sphingopyxis. 


61 


104108 Bacteria_16S 1155095 1155115 98 118 gi| 253680753 |ref 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 11561 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

104108 Bacteria_16S 1159644 1159664 98 118 gi|228721485|ref 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 11591 

DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcace 
104108 Bacteria_16S 1165779 1165799 98 118 gi|228720470|ref 


DSM 1552 16S ribo 


104108 Bacteria_16S 1171719 1171743 4 28 
peptidovorans DSM 11002 
peptidovorans DSM 11002 
Dethiosulfovibrio. 
104108 Bacteria_16S 1177870 1177890 98 

DSM 12563 16S ribosomal RNA, partial sequence 
Bacteria; Spirochaetes; 
104108 Bacteria_16S 1180922 1180942 98 118 
ATCC BAA-548 16S ribosomal RNA, partial sequence 
Bacteria; Lentisphaerae; 
104108 Bacteria_16S 1191402 1191422 98 118 
strain EX-H1 16S ribosomal RNA, partial sequence 
Aquificae; Aquificales; 
104108 Bacteria_16S 
pacificum DSM 126 
DSM 12653 Bacteria; 
Carboxydibrachium. 
104108 Bacteria_16S 
DSM 4359 16S ribo 
Thermotogae; 
104108 Bacteria_16S 
mitsuokai DSM 158 
15897 Bacteria; 
104108 Bacteria_16S 


Bacteria; Synergistetes; 


118 


1194497 1194521 93 117 


Firmicutes; Clostridia; 


1201999 1202039 14 54 
Thermotogales; Thermotogaceae; 
1206669 1206689 98 118 
97 16S ribosomal RNA, partial 


1224654 1224674 98 118 


gallinaceus strain CCUG 42692 16S ribosomal RNA, partia 


gallinaceus Bacteria; 
104108 Bacteria_16S 

strain HI 11/12 16S ribosomal RNA, 
Bacteria; Aquificae; Aquificales; Aquificaceae; 
104108 Bacteria_16S 1241412 1241432 98 118 


Firmicutes; Lactobacillales; 
1230795 1230815 98 118 


azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae 


104108 Bacteria_16S 1254830 1254850 98 118 


limnophilus strain DSM 6472 16S ribosomal RNA, partial 
Paenibaci 


limnophilus Bacteria; 
104108 Bacteria_16S 

lecithinolyticum 
lecithinolyticum Bacteria; Spirochaetes; 
104108 Bacteria_16S 1284819 1284839 98 


Firmicutes; Bacillales; 


1263714 1263742 1 29 


118 


psychrophilus strain YKJ-115 16S ribosomal RNA, partial 
Jeotgal 


psychrophilus Bacteria; Firmicutes; Bacillales; 
104108 Bacteria_16S 1286376 1286396 98 118 
halotolerans strain YKJ-101 16S ribosomal RNA, 
halotolerans Bacteria; Firmicutes; Bacillales; 
104108 Bacteria_16S 1293967 1293987 98 118 
subsp. 
subsp. equorum Bacteria; Firmicutes; Bacillales; 
104108 Bacteria_16S 1296878 1296898 98 118 
strain 2DT 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
104108 Bacteria_16S 1301410 1301430 98 118 
lactoaceticus 6A 
Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 
104108 Bacteria_16S 1304520 1304540 98 118 
owensensis OL 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellulosiruptor. 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


somal RNA, partial sequence 1165300 1166687 Clostridi 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


16S ribosomal RNA, partial sequence 
Synergistia; 


Spirochaetales; Brachyspiraceae; 


Victivallales; Victivallaceae; 


Hydrogenothermaceae; Persephone 
53 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 
somal RNA, partial sequence 1201630 1203111 


Thermotoga. 


sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; 


complete sequence 1230306 12317 
Thermoc 


ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales; 


partial 
Jeotgalicoccus. 


equorum strain PA 231 16S ribosomal RNA, partial 
Staphylococcus. 


16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterale 


253680762 |ref 


1 


gi 


228719312 
11713 
Synergi 


gi ref 


gi| 228718030 
1177428 11788 
Brachyspira. 
gi|228717635|ref 
1180467 11819 
Victivall 
gi| 228715750 
1190944 11924 
lla. 
228715634 
11940 


ref 


is. 


ref 


gi ref 


sy oT 


228715358|ref 
Thermotog 


gi 


228715354 
12061 


gi ref 
Erys 
219878314|ref 
1 sequence 
Streptococcaceae; 


gi|219878275|ref 


gi 


rinis. 
219878120 
sequence 


gi ref 


219857194 
sequence 

llaceae; Brevi 
219846655 |ref 
sequence 
Spirochaetac 
219846054|ref 
sequence 
icoccus. 

219846053 
sequence 


gi ref 
gi 


gi 


gi ref 


228715348 
sequence 


gi ref 


gi| 219857534 
1296399 12978 


ref 


219846639|ref 


gi 


s; Thermoanaer 


141076 11425 
Sphingomonadales; 


66 1160688 Desul 


45 1172849 Dethio 


22 Victivallis 


06 Persephonella 


29 1195514 Carbox 


79 1207663 Cateni 


1224170 122567 


93 Thermocrinis 


1240965 12424 


1254345 12558 


1263357 12648 


1284334 12858 


1285891 12873 


1293463 12949 


NR_028010.1 
5 


NR_028001.1 


NR_027608.1 
£ 
ae; Desulfot 
NR_027592.1 
NR_027582.1 
stales; 


Syne 


NR_027570.1 


NR_027565.1 


NR_027538.1 


NR_027536.1 
hermoanaerob 


NR_027530.1 
a neapolitan 


NR_027526.1 


ipelotrichac 
NR_025453.1 


Streptococcu 
NR_025414.1 


NR_025259.1 
1 
; Sulfurihyd 
NR_024822.1 
4 
bacillus. 
NR_026247.1 
3 
eae; Trepone 
NR_025644.1 
4 


NR_025643.1 
9 


NR_027520.1 
5 


NR_025122.1 


NR_026231.1 


obacterales 


219846460|ref 


gi 


Sphingopyxis 
7 Sphingopyxis 


Sphingomonadaceae; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Clostridium spiroforme 


um spiroforme DSM 1552 Bacteria; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Victivallis vadensis 


vadensis ATCC BAA-548 


Persephonella marina 
marina EX-H1l Bacteria; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Streptococcus 
1 Streptococcus 
Ss. 
Thermocrinis albus 


albus DSM 14484 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Brevibacillus 
5 Brevibacillus 


Treponema 
5 Treponema 
ma. 
Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


NR_026051.1 


Caldicellulosiruptor 


1304017 1305555 Caldicellulosiruptor owensensis OL 


Incertae 


104108 Bacteria_16S 
train DSM 10 16S ribosomal RNA, partia 
Bacillales; 


subtilis s 
subtilis B 


subsp. 
subsp. 


104108 Bacteria_16S 


schleiferi subsp. 


subsp. urealyticu 
capitis subsp. ur 


104108 Bacteria_16S 
arnosus strain 361 16S ribosomal RNA, 


Cc 
c 


carnosus subsp. 
carnosus subsp. 


104108 Bacteria_16S 
p- dysgalactiae strain ATCC 43078 16S 
Streptococcus dysgalactiae subsp. dysga 


dysgalactiae subs 


Streptococcaceae; 


104108 Bacteria_16S 
7R1B strain 16S ribosomal RNA, partial 
Firmicutes; 
tae Sedis; Caldicellulosiruptor. 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


104108 Bacteria_16S 
train CCUG 34545 16S ribosomal RNA, pa 
Firmicutes; 


subsp. carnosus s 
sakei subsp. carn 


104108 Bacteria_16S 
5 16S ribosomal RNA, partial sequence 
Clostridiales; Veillo 


15470 strain E7.2 
Bacteria; Firmicu 


104108 Bacteria_16S 


HTCC2155 strain H 
HTCC2155 Bacteria 


104108 Bacteria_16S 


RW1 16S ribosomal 
Proteobacteria; A 


104108 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


104108 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


104108 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


104108 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


104108 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


104108 Bacteria_16S 
ain DSM 20345 16S ribosomal RNA, 
Bacillales; 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


104108 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


104108 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


104108 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


104108 Bacteria_16S 
ribosomal RNA, partial sequence 
Bacillus. 


strain 34hsl1 16S 
Firmicutes; Bacil 


104108 Bacteria_16S 
train FiPS3 16S ribosomal RNA, partial 
Deltaproteoba 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


1315151 1315171 98 


acteria; Firmicutes; 
1318262 1318282 98 


1319804 1319824 98 


1321346 1321366 98 


arnosus Bacteria; 
1322889 1322909 98 


Streptococcus. 
1324428 1324448 98 


7R1B Bacteria; 
1327501 1327521 98 


osus Bacteria; 
1328939 1328959 98 
tes; Clostridia; 
1371502 1371522 98 


1399920 1399980 1 
RNA, partial sequence 


1 RNA, partial sequence 


1477487 1477507 98 


bacillales; 
1479058 1479078 98 
teria; Firmicutes; 
1509186 1509206 98 


1510765 1510785 98 
GIFU 12707 16S 
ia; Firmicutes; 
1512018 1512066 7 
ibosomal 
ammaproteobacteria; 
1513634 1513654 98 
lales; Bacillaceae; 
1516524 1516560 2 


acteria; Proteobacteria; 


104108 Bacteria_16S 


1524251 1524271 98 


Firmicutes; 


ribosomal RNA, 
Lactobacillales; Aeroc 


RNA, partial sequence 
Pasteurellales; 


118 gi 
Bacil 


118 gi 


coagulans strain GA 211 16S ribosomal 
Staphylococcus schleiferi subsp. coagul 
104108 Bacteria_16S 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 


118 gi 


118 gi 
Bacillal 
i138 gi 


118 gi 


Clostridia; 


118 gi 
Lactobacill 
118 gi 


118 gi 


TCC2155 16S ribosomal RNA, partial seq 
; Lentisphaerae; Lentisphaerales; Lent 


61 gi 


ans Bacteria; 


lactiae Bacteria; 


228716557 
1 sequence 
laceae; Ba 
228715349 
RNA, part 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
228715345 
ribosomal 


219878140 
sequence 
Thermoana 


219846129 
rtial sequ 
ales; Lact 
219846090 
13284 
nellaceae; 
228718145 
uence 
isphaerace 
228715353 


1399580 1401060 Sphin 


lphaproteobacteria; Sphingomonadales; Sphingomon 

1410501 1410521 98 118 gi| 224581432 
strain 108 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Lactobacillales; Streptoco 

1419602 1419622 98 118 gi|224581445 
ribosomal RNA, partial sequence 1419106 14206 
lales; Bacillaceae; Bacillus. 

1433537 1433557 98 118 gi| 224581433 
ribosomal RNA, partial sequence 1433051 14345 
lales; Staphylococcus. 

1441280 1441300 98 118 gi| 224581427 

SH714 16S ribosomal RNA, partial sequence 14407 
tes; Bacillales; Bacillaceae; Filobacillus. 

1472760 1472820 1 61 gi| 224581402 


1472412 1473865 Burkh 


etaproteobacteria; Burkholderiales; Bu 


118 gi 
Lactobac 
118 gi 
compl 
Staphyl 


118 gi 


paracasei strain R094 16S ribosomal RNA, 
paracasei Bacteria; Firmicutes; Lactob 


118 gi 


complet 
55 gi 
Pa 


118 gi 


38 gi 


118 gi 


strain ATCC 35185 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


tes; Clostridia; 


rkholderia 


219878440 


6S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillaceae; 


illus. 
219878381 
ete sequen 
ococcus. 
219846290 
partial 
acillales; 
219846273 
e sequence 
occaceae; 
219878127 


1511717 15130 


steurellac 
219878119 


1513128 15146 


219873435 
sequence 
cteria; De 


Firmicutes; 


Firmicutes; 


ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_027521.1 
ial sequence 


ref|NR_027519.1 
uence 131930 
hylococcus. 
ref|NR_027518.1 
quence 132084 
lococcus. 
ref|NR_027517.1 
RNA, partial seq 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref|NR_025719.1 
ence 132699 
obacillaceae; La 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027571.1 

1371035 137251 
ae; Lentisphaera 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_027227.1 


ref|NR_027215.1 


ref |NR_027209.1 
88 1442278 Filoba 


ref |NR_024882.1 
olderia ambifari 
ceae; Burkholder 


ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025520.1 
ce 1478573 148010 


ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref |NR_025266.1 


Histophilus 
NR_025258.1 


eae; 
ref 


ref|NR_025194.1 
1516159 151759 
sulfobacterales; 


219857527 


ref |NR_025115.1 


Bacillales; 


Bacillus subtilis 
3 Bacillus subtilis 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Streptococcus 
uence 1322385 1323890 


Lactobacillales; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 

Dialister invisus DSM 
ter invisus DSM 15470 


Lentisphaera araneosa 
2 Lentisphaera araneosa 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Streptococcus 
6 Streptococcus 
coccus. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Filobacillus 
cillus milosensis 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Histophilus somni 


77 Histophilus somni Bacteria; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Selenomonas sputigena 


1523742 1525238 Selenomonas sputigena 


Clostridiales; Veillonellaceae; 


Selenomonas. 


104108 Bacteria_16S 


strain ATCC 25258 
Bacteria; 


strain LMG 22166 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


104108 Bacteria_16S 
22167 16S rib 


LMG 


Bacillales; Bacil 


104108 Bacteria_16S 


strain LMG 21727 
Firmicutes; 


subsp. 
equi subsp. 


strain LMG 21880 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104108 Bacteria_16S 1631912 1631932 98 118 gi| 219878455 |ref|NR_025594.1 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysip 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; E 
104108 Bacteria_16S 1635033 1635053 98 118 gi| 219878453 |ref|NR_025592.1 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planoc 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

104108 Bacteria_16S 1636495 1636515 98 118 gi| 219878452 |ref|NR_025591.1 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteri 
Bacillales; Bacillaceae; Bacillus. 

104108 Bacteria_16S 1637986 1638006 98 118 gi|219878451|ref|NR_025590.1 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacte 


Bacillales; Bacillaceae; Bacillus. 

104108 Bacteria_16S 1651671 1651691 98 118 gi|219878441|ref|NR_025580.1 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 165119 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
104108 Bacteria_16S 1660912 1660932 98 118 gi|219878434|ref|NR_025573.1 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 166191 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina 
104108 Bacteria_16S 1685229 1685249 98 118 gi|219878418|ref|NR_025557.1 


strain 4-1 16S ri 
Firmicutes; Bacil 


104108 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


104108 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


104108 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


104108 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; Clost 


104108 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


104108 Bacteria_16S 


decolorationis st 
decolorationis Ba 


104108 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


104108 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


104108 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


104108 Bacteria_16S 


Firmicu 
104108 Bacteria_16S 


Lacto 
104108 Bacteria_16S 
ruminatorw 
rumin 
104108 Bacteria_16S 


1525771 1525791 98 118 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1583104 1583124 98 118 gi 


v 


Viridibacillus. 
118 gi 


lales; Planococcaceae; 


1584660 1584680 98 


Viridibacillus. 
118 gi 


lales; Planococcaceae; 
1586215 1586235 98 
osomal RNA, partial sequence 
laceae; Bacillus. 

1587776 1587796 98 118 gi 
bacillales; Enterococcaceae; Enterococ 
1609296 1609316 98 118 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 


1630371 1630391 98 118 gi 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1689778 1689798 98 118 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1733986 1734010 4 28 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1744863 1744883 98 118 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
1747850 1747870 98 118 gi 


ne 


ue 
ia 


oc 


ridia; Clostridiales; Veillonellaceae; 


1752387 1752407 98 118 gi 
lales; Bacillaceae; Bacillus. 
1802274 1802294 98 118 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1808466 1808486 98 118 gi 
n CMS 26o0r 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Planococc 
1837449 1837469 98 118 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1839012 1839032 98 118 gi 


ia 
ac 


se 
ac 


s 


to 


bacillales; Lactobacillaceae; Lactobacil 


pa 
11 
219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


co 
219878385 


219857499 


15252 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 


219878487 
1585730 15872 


219878486 
16S ribosomal RNA, partial sequence 1587284 15887 
cu 
219878470 
rtial se 
st 


s. 


ales; 


1684753 16861 


219878414 


e 16892 
ccus. 


nce 


les; Lac 


219878377 


17443 
cus. 


219878375 
6S ribosomal RNA, partial sequence 1747351 17488 
M 


219878334 


1 sequen 
eae; Bac 


219878330 


quence 
eae; Pla 


219878310 


equence 
bacillac 


219878309 
6S ribosomal RNA, partial sequence 1838512 18400 


lus. 


1840575 1840595 98 118 gi 


219878308 


Lactobac 
219878489 
16S ribosomal RNA, partial sequence 1582619 15841 


ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref |NR_025628.1 


ref |NR_025627.1 


ref|NR_025626.1 
33 Bacillus humi 


ref|NR_025625.1 


ref 
quen 
rept 
ref 


NR_025609.1 
ce 160886 
ococcaceae; 

NR_025595.1 


ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025514.1 


ref|NR_025511.1 


ref|NR_025473.1 
ce 1801788 180329 
illus. 
ref |NR_025469.1 
1807983 180946 
nococcus. 
ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


24 Viridibacillus 


79 Viridibacillus 


Lactobacillus jensenii 
acillus jensenii 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 


92 Enterococcus italicus Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Bacillus 
2 1652677 Bacillus 


Sporosarcina 
6 Paenisporosarcina 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Streptococcus ratti 
ococcus ratti Bacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
egamonas. 
219878372 
16S ribosomal RNA, partial sequence 1751903 17534 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Bacillus 
0 Bacillus 


Planococcus 
1 Planococcus 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


ref|NR_025447.1 


Lactobacillus 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


104108 Bacteria_ 


strain DSM 497 16 
Bacil 


Firmicutes; 
104108 Bacteria_ 


strain M577-94 16 
Lacto 


Firmicutes; 
104108 Bacteria_ 


sulfidifaciens st 
sulfidifaciens Ba 


104108 Bacteria_ 


strain DSM 9172 1 


Firmicutes; 
104108 Bacteria_ 


strain HK85 16S r 
G 
104108 Bacteria_16S 
vibrioides strain 
vibrioides Bacter 
104108 Bacteria_16S 
16S ribosomal RNA, partial sequence 1890504 18919 


Proteobacteria; 


strain DSM 11713 


Lacto 


16S 1842114 1842134 98 118 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
lales; Bacillaceae; Bacillus. 
16S 1843679 1843699 98 118 gi|219878306|ref|NR_025445.1| Isobaculum melis 
S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
bacillales; Carnobacteriaceae; Isobaculum. 
16S 1854200 1854220 98 118 gi|219878298|ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 
16S 1857152 1857172 98 118 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
6S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
bacillales; Carnobacteriaceae; Trichococcus. 
16S 1875350 1875398 7 55 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
ibosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

1880105 1880125 98 118 gi|219878279|ref|NR_025418.1| Propionispora 

FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 

ia; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

1890997 1891017 98 ewe: gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104108 Bacteria_16S 1892518 1892538 98 118 gi|219878269|ref|NR_025408.1] Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104108 Bacteria_16S 1903115 1903135 98 118 gi|219878261|ref|NR_025400.1| Facklamia miroungae 


CIP 
Firmicutes; 


strain DSM 12654 
Firmicutes; 


strain DSM 20285 
Firmicutes; 


strain LMG 18435 
Firmicutes; Bacil 


106764 16S ri 
Lacto 
104108 Bacteria_16S 
sanguinicola stra 
sanguinicola Bact 
104108 Bacteria_16S 


Bacil 
104108 Bacteria_16S 


Lacto 
104108 Bacteria_16S 


bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 

1908794 1908814 98 118 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1911810 1911830 98 118 gi 


Ureibacillus. 
T18 gi 


lales; Planococcaceae; 
1918007 1918027 98 


bacillales; Lactobacillaceae; Pediococ 
1940784 1940804 98 118 gi 
Bacillus. 


lales; Bacillaceae; 


al 
oc 


Ss 


1902626 19040 


219878257 
sequenc 
occaceae 
219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 
cus. 
219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


104108 Bacteria_16S 1943926 1943946 98 118 gi| 219878232 
strain TMW 1.666 16S ribosomal RNA, complete sequence 19433 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
104108 Bacteria_16S 1945493 1945513 98 118 gi| 219878231 


strain LMG 17489 


16S ribosomal RNA, partial sequence 1945009 19464 


ref |NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025394.1 
21 Ureibacillus 


ref |NR_025371.1 
98 1944958 Lactob 
illus. 
ref |NR_025370.1 


30 Facklamia miroungae Bacteria; 


Aerococcus 
6 Aerococcus 


Ureibacillus terrenus 


terrenus Bacteria; 


ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 
ref |NR_025373.1| Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104108 Bacteria_16S 1955893 1955953 1 61 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

104108 Bacteria_16S 1960659 1960679 98 118 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

104108 Bacteria_16S 1974135 1974155 98 118 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 


strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

104108 Bacteria_16S 1975588 1975624 2 38 gi|219878211|ref|NR_025350.1| Desulfobacula 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 
104108 Bacteria_16S 2015695 2015755 1 61 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

104108 Bacteria_16S 2039851 2039871 98 118 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

104108 Bacteria_16S 2082973 2082993 98 118 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

104108 Bacteria_16S 2088861 2088921 1 61 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

104108 Bacteria_16S 2095083 2095103 98 118 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 


strain SW-72 16S 
Firmicutes; Bacil 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


2094597 2096103 Bacillus hwajinpoensis Bacteria; 


104108 Bacteria_16S 
submarinus strain 6N 16S 
Bacteria; Proteobacteria 
104108 Bacteria_16S 
strain P-1 16S ribosomal 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104108 Bacteria_16S 2113152 2113212 1 61 gi|219857659|ref|NR_025248.1 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 211429 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales 
Novosphingobium. 

104108 Bacteria_16S 2114826 2114846 98 118 gi| 219857658 |ref|NR_025247.1 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 21158 

Firmicutes; Bacillales; Planococcaceae; Planococcus. 

104108 Bacteria_16S 2117762 2117822 1 61 gi|219857656|ref|NR_025245.1 


strain SW-46 16S 
Proteobacteria; Alphapro 
104108 Bacteria_16S 
strain TF-12 16S 
Firmicutes; Bacillales; 
104108 Bacteria_16S 
strain TF-11 16S 
Firmicutes; Bacillales; 
104108 Bacteria_16S 
micronuciformis s 
micronuciformis B 
104108 Bacteria_16S 
strain ALC-2 16S 
Proteobacteria; Alphapro 
104108 Bacteria_16S 
pleistocenium strain FTR 
pleistocenium Bacteria; 
104108 Bacteria_16S 
viridans strain MPL-11 1 
Bacteria; Firmicutes; La 
104108 Bacteria_16S 
pantheris strain 
pantheris Bacteria; 
104108 Bacteria_16S 
guaymasensis stra 
Bacteria; Aquific 
104108 Bacteria_16S 
strain ATCC 29178 
Firmicutes; Lacto 
104108 Bacteria_16S 
strain NRRL B-231 
Firmicutes; Bacillales; 
104108 Bacteria_16S 
alkaliphilus stra 
Bacteria; Firmicutes; 
104108 Bacteria_16S 
brasilensis strai 
brasilensis Bacteria; 
104108 Bacteria_16S 
marinus strain sr 
Bacteria; Synergi 
104108 Bacteria_16S 
strain YKJ-10 16S 
Firmicutes; Bacillales; 
104108 Bacteria_16S 


acteria 


bacilla 


Ba 


Fi 


stetes; 


Bacteria; Firmicutes; Ba 


104108 Bacteria_16S 


Firmicutes; 
104108 Bacteria_16S 


Clostridia; 


ribosomal RNA, 


2102612 2102652 7 


, 


teobacteria; 


Bacillaceae; 


2125485 2125505 98 
ribosomal RNA, 


Bacillaceae; 


2140541 2140561 98 
train AIP 412.00 16S ribosomal RNA, pa 
Firmicutes; 
2151040 2151100 1 
ribosomal RNA, 


, 


teobacteria; 


Firmicutes; 


2185989 2186009 98 


les; 


Bacillaceae; 


2313591 2313611 98 
in T8 16S ribosomal RNA, partial seque 
Salinicoccus. 
2316633 2316653 96 
n PBl 72 16S ribosomal RNA, partial se 
Bacillales; 
2351158 2351182 4 

12 16S ribosomal RNA, partial sequence 
Synergistia; 
2381680 2381700 98 
ribosomal RNA, partial sequence 


cillales; 


rmicutes; 


Bacillaceae; 


2398353 2398373 98 
aquimarina strain SW28 16S ribosomal RNA, partial 


cillales; Pl 


2402909 2402929 98 

strain ATCC 17747 16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 

2404465 2404485 98 


RNA, partial sequence 


ctobacillales; 
2196602 2196622 98 
LMG 21017 16S ribosomal RNA, 
Firmicutes; 
2231365 2231385 98 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
2258849 2258869 98 
16S ribosomal RNA, partial sequence 
Streptococcaceae; 
2285013 2285033 98 
54 16S ribosomal RNA, partial 


Lactobacillales; 


47 


ribosomal RNA, partial sequenc 
Deltaproteobacteria; Desulfov 
2108737 2108757 98 


118 


partial sequence 
Sphingomonadales; 
2123929 2123949 98 
ribosomal RNA, 


118 


partial sequence 


Bacillus. 
118 


partial sequence 


Bacillus. 
118 


Clostridia; 
61 


partial sequence 
Sphingomonadales; 
2169315 2169335 98 


118 


1 16S ribosomal RNA, partial se 


Lactobacillales; 
118 


6S ribosomal RNA, partial seque 
Carnobacteriacea 


118 


118 


118 


118 


Bacillus. 
118 


116 


28 


Synergistales; 
118 


Bacillus. 
118 


anococcaceae; 
118 


118 


strain MT-1077 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacilla 
104108 Bacteria_16S 


didelphis Bacteria; Firm 
104108 Bacteria_16S 


les; 


icutes; 


Lactobacillaceae; 
2416865 2416885 98 
didelphis strain W94-11374-1 16S ribosomal RNA, partial 
Lactobacillales; 
2426069 2426089 98 


118 


118 


strain BD-87 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 


Planococcaceae; 


Clost 


complete 


Lactob 


Streptoc 


sequence 


Paenibaci 


seque 
Sporo 


Lactobac 


Strept 


219878118 
e 
ib 
gi| 219873437 
2108290 21097 


gi 


2117441 21188 
Er 
gi| 219857652 
2123444 21249 
gi|219857651 
2125001 21265 


219857641 
rt 
ridiales; 
gi| 219857634 
2150729 21521 
Erythrobac 
219857622 
quence 

rn 
219857608 
nce 21855 
e; 
219857601 
sequence 
ac 
219857578 
nce 22309 
Persephone 
219857560 
22583 
occus. 
219857542 
22845 


gi 


gi 


Ca 


gi 


gi 


gi 


gi 


gi 


219857520 
nce 23131 


gi 


219857518 
quence 

llaceae; P 
219857493 
23507 
Synergistace 
gi| 219857472 
2381197 23827 


gi 


gi 


219857461 
nce 23978 
sarcina. 
219857458 
24024 
Veillonel 
gi|]219857457 
2403965 24054 
illus. 
219857448 
sequence 
ococcaceae 
219857441 


gi 


gi 


gi 


gi 


21022 
rionales 


ythrobac 


ial sequ 


obacteri 


Carnoba 


illaceae; 


ref 


, 
ref 


ref 


ref 


ref 
ence 
Veil 
ref 


tera 
ref 

2 
acea 
ref 


cter 


ref 
2 


v 
ref 
lla. 
ref 
ref 


ref 


ref 


aeni 
ref 


ae; 
ref 


ref 


ref 


la. 
ref 


ref 


7 St 
ref 


11 2103776 Desulf 
De 


82 Erythrobacter 
tera 


168820 21703 


17 2186981 C 


196082 2 


La 


13 2232371 P 


45 225988058 


30 2285939B 


25 2314583 S 


2316148 23175 


96 2352265 Dethi 


69 2399376 Sporo 


23 2403914 Veill 


86 Lactobacillus 


2416361 24178 


NR_025257.1 


sulfohalobia 
NR_026099.2 


ceae; Erythr 
NR_025241.1 


NR_025240.1 


NR_025230.1 
214009 
lonellaceae; 


NR_025223.1 


ceae; Porphy 
NR_025211.1 
0 
e; Carnobact 
NR_025197.1 
arnob 
ium. 
NR_025189.1 
19764 
ctobacillus. 
NR_025166.1 
ersep 


NR_025148.1 
trept 


NR_025130.1 
acill 


NR_025108.1 
alini 


NR_025106.1 
3 
bacillus. 
NR_025081.1 
° 
Dethiosulfov 
NR_025060.1 


NR_025049.1 
s 


NR_025046.1 
fe} 


NR_025045.1 
NR_025036.1 


6 
reptococcus. 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


v 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Carnobacterium 
5 Carnobacterium 
erium. 
Carnobacterium 
acterium viridans 


Lactobacillus 
0 Lactobacillus 


Persephonella 
honella guaymasensis 


Streptococcus iniae 
ococcus iniae Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Salinicoccus 
coccus alkaliphilus 


Paenibacillus 
1 Paenibacillus 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Sporosarcina 
arcina aquimarina 


Veillonella criceti 
nella criceti Bacteria; 


Lactobacillus kimchii 
kimchii Bacteria; 


Streptococcus 
5 Streptococcus 


NR_025029.1 


Viridibacillus neidei 


2425586 2426998 Viridibacillus neidei Bacteria; 


Viridibacillus. 


104108 Bacteria_16S 
koreense strain JGO7 16S ribosomal RNA, partial sequenc 


Bacteria; Firmicu 


104108 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


104108 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
104108 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
104108 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


104108 Bacteria_16S 


orisratti strain 
orisratti Bacteri 


104108 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


104108 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


104108 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


104108 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


104108 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


104108 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


104108 Bacteria_16S 


selangorensis str 
selangorensis Bac 


104108 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


104108 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


104108 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


104108 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


104108 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


104108 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


104108 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


104108 Bacteria_16S 


straminisolvens s 
straminisolvens B 


104108 Bacteria_16S 


straminisolvens s 
straminisolvens B 


104108 Bacteria_16S 


caldilitoris stra 
caldilitoris Bact 


2444074 2444094 98 118 gi 
e 
tes; Bacillales; Planococcaceae; Planomi 
2448660 2448680 98 118 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2459077 2459137 1 61 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2460568 2460628 1 61 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2465293 2465313 98 118 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2495400 2495420 98 118 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2527046 2527082 1 37 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2550876 2550896 98 118 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2560031 2560055 4 28 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2589294 2589314 98 118 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2590873 2590893 98 118 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2592447 2592467 98 118 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2617127 2617147 98 118 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2621679 2621699 98 118 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2633845 2633865 98 118 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2638359 2638407 7 55 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


Ca 


v 


s 
oc 


ne 
oc 


ae 


cu 


cu 


cu 


al 
ct 


en 
mi 


se 
co 


ue 
ri 


2664025 2664045 98 118 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2665587 2665607 98 118 gi 
ATCC 10556 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 
2673127 2673147 98 118 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2680739 2680759 98 118 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 

2682172 2682224 2 54 gi 
train CSK1 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
2682274 2682294 98 118 gi 
train CSK1 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
2689661 2689681 98 118 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 


ia 
il 
se 


oc 


e 
ac 


1 
Ca 


se 
ri 


se 
ri 


qu 
ce 


ia 


Sp 


Sp 


219857423 


2 


2 


occa 


219857359 


e 2 
cace 


219857343 


part 
es; 


219857337 
2559665 25611 
Aminob 
219857275 


, 


2 
s 


219857274 


2 
Ss. 


219857273 


2 
s 


219857254 
sequenc 


obac 


219857251 


ce 2 
crob 


219857236 


quen 
ccac 


219857232 


nce 


a; P 


219857214 


1 se 
lale 


219857213 


quen 
occa 


219857207 


sequ 
toba 


219857202 


sequ 
rnob 


219857201 


quen 
dial 


219857201 


quen 
dial 


219857196 


ence 
ae; 


104108 Bacteria_16S 


2696982 2697002 98 118 gi 


219857190 


crobium. 
219857420 
1 sequen 
rnobacte 
219857410 
2458757 24601 
hingomon 
219857409 
2460248 24616 
hingomon 
219857406 


Lactobac 
219857386 
equence 


4435 


4647 


ceae 


5266 
ae; 


ial 
Baci 


5888 


5903 


5919 


illa 


6212 
ium. 


ce 
eae; 
aste 
quen 
s; S 


ce 
ceae 


ence 
CO 


ence 
acte 


ce 
es; 


ce 
es; 


Hydr 


ref|NR_025011.1 
92 2445097 Plano: 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024974.1 

2494920 249625 
; Streptococcus. 
ref |NR_024947.1 
73 2528174 Desulf 
Desulfotomaculu 
ref |NR_024931.1 
sequence 255039 
llaceae; Bacillu 
ref |NR_024925.1 


acterium. 
ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024905.1 
79 2591887 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref|NR_024881.1 
00 2622680 Planom 


ref |NR_024864.1 
2633347 263479 
Planomicrobium. 
ref |NR_024860.1 
2637974 263946 
urellales; Paste 


ref |NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 

2665089 266654 
; Streptococcus. 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref |NR_024829.1 

2681812 268325 
Clostridiaceae; 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref |NR_024824.1 

2689164 269065 
ogenivirga. 


voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


Planomicrobium 


microbium koreense 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Lactobacillus mucosae 
acillus mucosae 


Streptococcus 
6 Streptococcus 


Desulfotomaculum 
otomaculum alkaliphilum 


mM. 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 
Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 

Planomicrobium 
icrobium mcmeekinii 


Planomicrobium 
1 Planomicrobium 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Lactobacillus 
4 Lactobacillus 
llus. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Clostridium 
8 Clostridium 
Clostridium. 
Clostridium 
8 Clostridium 
Clostridium. 
Hydrogenivirga 
5 Hydrogenivirga 


ref|NR_024818.1 
2696496 269800 


Anoxybacillus 
1 Anoxybacillus 


104108 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


104108 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


104108 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


104108 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


104108 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


104108 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


104108 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


104108 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


104108 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


104108 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


104108 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


104108 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


104108 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


104108 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


104108 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


104108 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


104108 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


2698536 2698556 98 118 
269 

laceae; Bacillus. 
2704621 2704641 98 118 
n JCM 1039 16S ribosomal RNA, p 
ria; Firmicutes; Lactobacillale 
2706174 2706194 98 118 


ain T-2-2 16S ribosomal RNA, pa 
teria; Firmicutes; Bacillales; 
2712076 2712096 98 118 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2725752 2725772 98 118 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2727300 2727320 98 118 
rain 29W 16S ribosomal RNA, par 
cteria; Aquificae; Aquificales; 
2731874 2731894 98 118 
train M13-2 16S ribosomal RNA, 
acteria; Firmicutes; Lactobacil 
2739272 2739292 98 118 
Na82 16S ribosomal RNA, partial 
tes; Clostridia; Thermoanaeroba 
2769007 2769027 98 118 
S ribosomal RNA, partial sequen 
lales; Bacillaceae; Bacillus. 
2793016 2793052 2 38 
in ATCC9650 16S ribosomal RNA, 
eria; Firmicutes; Clostridia; C 
2817288 2817308 98 118 
in JCM 10604 16S ribosomal RNA, 
eria; Firmicutes; Erysipelotric 


2823316 2823336 98 118 
in HGP1 16S ribosomal RNA, part 
eria; Aquificae; Aquificales; A 
2836997 2837017 98 118 
n FS60-1 16S ribosomal RNA, par 
ria; Firmicutes; Lactobacillale 
2864610 2864670 1 61 
ATCC 14820 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteo 


2869396 2869416 98 118 
s strain DSM11821 16S ribosomal 
s Bacteria; Firmicutes; Bacilla 
2870976 2870996 98 118 
6S ribosomal RNA, partial seque 
lales; Bacillaceae; Bacillus. 
2872553 2872573 98 118 
6S ribosomal RNA, partial seque 
lales; Bacillaceae; Bacillus. 
2875718 2875738 98 118 
6S ribosomal RNA, partial seque 
lales; Bacillaceae; Bacillus. 
2878864 2878884 98 118 
somal RNA, partial sequence 287 
laceae; Bacillus. 
2880430 2880450 98 118 
S ribosomal RNA, partial sequen 
lales; Bacillaceae; Bacillus. 
2881983 2882003 98 118 
S ribosomal RNA, partial sequen 
lales; Bacillaceae; Bacillus. 
2884896 2884956 1 61 


lphaproteobacteria; 


104108 Bacteria_16S 


2887927 2887947 98 118 


S ribosomal RNA, partial sequence 
Sphingomonadales; 


strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Eubacteri 


gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
8052 2699555 Bacillus asahii Bacteria; Firmicutes; 
gi|219857185|ref|NR_024813.1| Lactobacillus 
artial sequence 2704122 2705627 Lactobacillus 
s; Lactobacillaceae; Lactobacillus. 
gi|219857184|ref|NR_024812.1| Exiguobacterium 
rtial sequence 2705678 2707191 Exiguobacterium 
Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
2711598 2712985 Bacillus vietnamensis Bacteria; 
gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
2725265 2726771 Bacillus krulwichiae Bacteria; 
gi|219857169|ref|NR_024797.1| Persephonella 
tial sequence 2726822 2728328 Persephonella 
Hydrogenothermaceae; Persephonella. 
gi|219857166|ref|NR_024794.1| Marinilactibacillus 
partial sequence 2731401 2732858 Marinilactibacillus 
lales; Carnobacteriaceae; Marinilactibacillus. 
gi|219857161|ref|NR_024789.1| Thermodesulfobium 
sequence 2738810 2740172 Thermodesulfobium narugense 
cterales; Thermodesulfobiaceae; Thermodesulfobium. 
gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
ce 2768556 2770007 Bacillus okuhidensis Bacteria; 
gi|219857121|ref|NR_024749.1| Clostridium 
partial sequence 2792664 2794128 Clostridium 
lostridiales; Clostridiaceae; Clostridium. 
gi|219856912|ref|NR_024733.1| Coprobacillus 
partial sequence 2816799 2818283 Coprobacillus 
hi; Erysipelotrichales; Erysipelotrichaceae; 
gi|219856908|ref|NR_024729.1| Hydrogenobacter 
ial sequence 2822817 2824313 Hydrogenobacter 
quificaceae; Hydrogenobacter. 
gi|219856899|ref|NR_024718.1| Lactobacillus 
tial sequence 2836503 2837908 Lactobacillus 
s; Lactobacillaceae; Lactobacillus. 
gi| 219856881 |ref|NR_024700.1| Sphingomonas 
partial sequence 2864276 2865738 Sphingomonas 
bacteria; Sphingomonadales; Sphingomonadaceae; 
gi|219856878|ref|NR_024697.1| Bacillus 
RNA, partial sequence 2868896 2870426 Bacillus 
les; Bacillaceae; Bacillus; Bacillus cereus group. 
gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
nce 2870477 2872006 Bacillus vallismortis Bacteria; 
gi|219856876|ref|NR_024695.1| Bacillus niacini 
nce 2872057 2873582 Bacillus niacini Bacteria; 
gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
nce 2875223 2876748 Bacillus mojavensis Bacteria; 
gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
8366 2879894 Bacillus flexus Bacteria; Firmicutes; 
gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
ce 2879945 2881448 Bacillus carboniphilus Bacteria; 
gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
ce 2881499 2883013 Bacillus atrophaeus Bacteria; 
gi|219856866|ref|NR_024685.1| Sphingomonas 
2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Sphingomonadaceae; Sphingomonas. 
gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
aceae; Eubacterium. 


104108 Bacteria_16S 2899998 2900018 97 117 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 


104108 Bacteria_16S 2907699 2907719 98 118 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104108 Bacteria_16S 2909245 2909265 98 118 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104108 Bacteria_16S 2910789 2910809 98 118 gi|219856849|ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104108 Bacteria_16S 2912331 2912351 98 ils gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104108 Bacteria_16S 2913875 2913895 98 118 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104108 Bacteria_16S 2915418 2915438 98 118 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104108 Bacteria_16S 2916960 2916980 98 118 gi|219856845|ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104108 Bacteria_16S 2924596 2924616 98 118 gi|219856840|ref|NR_024659.1| Streptococcus peroris 


strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
104108 Bacteria_16S 2940927 2940951 4 28 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
104108 Bacteria_16S 2942443 2942467 4 28 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 


104108 Bacteria_16S 2945643 2945663 98 118 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

104108 Bacteria_16S 2962171 2962191 98 118 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

104108 Bacteria_16S 2963720 2963740 98 118 gi|219856814|ref|NR_024633.1| Streptococcus canis 


strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


104108 Bacteria_16S 2965107 2965167 1 61 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
strain S37 16S ribosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

104108 Bacteria_16S 2995710 2995730 98 118 gi|219846926|ref|NR_026518.1| Hydrogenobacter 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 
104108 Bacteria_16S 2998783 2998803 98 118 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


104108 Bacteria_16S 3009430 3009450 98 118 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

104108 Bacteria_16S 3024522 3024542 98 118 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

104108 Bacteria_16S 3030565 3030585 98 118 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

104108 Bacteria_16S 3038229 3038249 98 118 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

104108 Bacteria_16S 3041273 3041293 98 118 gi|219846895|ref|NR_026487.1| Facklamia languida 


strain 1144-97 16S ribosomal RNA, partial sequence 3040796 3042268 Facklamia languida Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
104108 Bacteria_16S 3047387 3047407 98 118 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 


104108 Bacteria_16S 
strain M1832/95/2 
Bacteria; Firmicutes; 
104108 Bacteria_16S 


amylolytica strain DSM 2873 16S ribosomal RNA, 


amylolytica Bacteria; 
Succinimonas. 
104108 Bacteria_16S 
strain S369-98-1 
Firmicutes; 
104108 Bacteria_16S 
strain M663-98-1 
Firmicutes; 
104108 Bacteria_16S 
strain ml1134/97/1 
Firmicutes; 
104108 Bacteria_16S 


Lactobacillales; 


Lactobacillales; 


3048929 3048949 98 


3058039 3058087 71 
Proteobacteria; 


3064145 3064165 98 


3067062 3067082 98 


3069997 3070017 98 


3078816 3078868 2 


118 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; Eremococcus. 


118 


118 


118 


118 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


54 


partial 
Gammaproteobacteria; 


Incertae 


Vagococcus. 


219846889 
30484 


gi 


219846883 
sequence 


gi 


gi|219846879 


16S ribosomal RNA, partial sequence 3063651 30650 


Streptococcaceae; Streptococcus. 


gi| 219846877 


16S ribosomal RNA, partial sequence 3066573 30679 
Bacillales; Bacillales Family XI. 


Sedis; 
219846875 
30695 


gi 


gi| 219846869 


multipotens strain RH-8 16S ribosomal RNA, partial sequence 30784 


Bacteria; 
104108 Bacteria_16S 
propionica strain 
Bacteria; 
104108 Bacteria_16S 


3080392 3080444 2 


3081968 3082020 2 


U-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurellales; Desul 


kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 


kamchatkensis Bacteria; 


Desulfurella. 
104108 Bacteria_16S 


Proteobacteria; 


3089622 3089642 98 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequen 


balaenopterae Bacteria; 


104108 Bacteria_16S 


strain 1607-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 
104108 Bacteria_16S 


Firmicutes; 
3091058 3091078 98 


3100089 3100109 98 


700631 16S ribosomal RNA, partial sequence 


Lactobacillales; 
104108 Bacteria_16S 


Aerococcaceae; 


Facklamia. 
3140537 3140557 98 


617-93 16S ribosomal RNA, partial sequence 


Bacillales; 
104108 Bacteria_16S 


strain 2045-94 16S ribos 
Bacillales; 


Firmicutes; 
104108 Bacteria_16S 
strain YH-15 16S 
Firmicutes; 
104108 Bacteria_16S 


strain ATCC 700628 16S ribosomal RNA, partial sequence 


Firmicutes; 
104108 Bacteria_16S 
strain IFO 10550 


104108 Bacteria_16S 
strain IFO 15498 


104108 Bacteria_16S 


Bacillales Family XI. 


ribosomal RNA, 
Lactobacillales; 


Incertae 
3142096 3142116 98 


3164937 3164957 98 


3180067 3180087 98 


Lactobacillales; Aerococcaceae; 


3208890 3208950 1 


3210382 3210442 1 


3216557 3216577 98 


omal RNA, partial sequence 
Bacillales Family XI. 


partial sequence 
Lactobacillaceae; 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 


thoraltensis strain S69 16S ribosomal RNA, partial sequence 32160 


Bacteria; Firmicutes; 
104108 Bacteria_16S 
platensis strain 
Bacteria; Firmicutes; 
104108 Bacteria_16S 


ATCC19120 16S ribosomal RNA, partial sequence 
Listeriaceae; 


Bacillales; 
104108 Bacteria_16S 


Lactobacillales; 
3219610 3219630 98 


3R 16S ribosomal RNA, partial 


Clostridia; 
3245468 3245488 98 


Listeria. 
3261738 3261798 1 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 32628 


Proteobacteria; Alphaproteobacteria; 


104108 Bacteria_16S 


strain DSM 5351 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
104108 Bacteria_16S 


3302967 3302987 98 


Salinicoccus. 
3304549 3304569 98 


ref 


ref 


ref 


ref 


ref 


ref 


54 3049838 Eremoc 


3057592 305905 
Aeromonada 


27 Streptococcus 


11 3070973 Vagoco 


57 3079982 Desulf 
Proteobacteria; Deltaproteobacteria; Desulfurellales; Desul 


NR_026481.1 


NR_026475.1 


les; Succini 


NR_026471.1 


NR_026469.1 


NR_026467.1 


NR_026461.1 


furellaceae; 


Eremococcus coleocola 
occus coleocola 


Succinimonas 
3 Succinimonas 


vibrionaceae; 


Streptococcus ovis 
ovis Bacteria; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 


54 gi|219846868|ref|NR_026460.1| Desulfurella 
3080033 3081558 Desulfurella propionica 
furellaceae; Desulfurella. 
54 gi| 219846867 |ref|NR_026459.1| Desulfurella 
3081609 3083134 Desulfurella 
Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
118 gi|219846862|ref|NR_026454.1| Granulicatella 
ce 3089141 3090523 Granulicatella 
Lactobacillales; Carnobacteriaceae; Granulicatella. 
118 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Ignavigranum. 
118 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
118 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Sedis; Gemella. 
118 gi| 219846827 |ref|NR_026419.1| Gemella sanguinis 
3141609 3143118 Gemella sanguinis Bacteria; 
Incertae Sedis; Gemella. 
118 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
3164429 3165945 Lactobacillus kunkeei Bacteria; 
Lactobacillus. 
118 gi|219846801|ref|NR_026393.1| Facklamia hominis 
3179583 3181087 Facklamia hominis Bacteria; 
Facklamia. 
61 gi|219846782|ref|NR_026374.1| Sphingomonas mali 
11 Sphingomonas mali Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
61 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 
03 Sphingomonas pruni Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
118 gi|219846776|ref|NR_026368.1| Streptococcus 
71 3217589 Streptococcus thoraltensis 
Streptococcaceae; Streptococcus. 
118 gi|219846774|ref|NR_026366.1| Coprothermobacter 
sequence 3219155 3220600 Coprothermobacter platensis 
Thermoanaerobacterales; Thermodesulfobiaceae; Coprothermobacter. 
118 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
61 gi| 219846746 |ref|NR_026338.1| Sphingomonas trueperi 
78 Sphingomonas trueperi Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
118 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
118 gi|219846718|ref|NR_026310.1| Lactobacillus panis 


strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 


Firmicutes; 


Lactobacillales; 


Lactobacillaceae; 


Lactobacillus. 


104108 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


104108 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
104108 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
104108 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


104108 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


104108 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
104108 Bacteria_16S 


acetireducens str 
acetireducens Bac 


104108 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


104108 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


104108 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


104108 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


104108 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


104108 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


104108 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


104108 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


104108 Bacteria_16S 


strain 1066 16S r 
Actinobacteria; A 


3306089 3306109 98 118 gi 
Lactobac 


gi 


bacillales; Lactobacillaceae; 
3311876 3311936 1 61 
bosomal RNA, partial sequence 
Sphingomonadales; 
3410952 3410972 98 118 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3412352 3412376 4 28 gi 
16S ribosomal RNA, partial sequence 


3444851 3444871 98 118 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3446374 3446394 98 118 gi 


ridia; Clostridiales; Clostridiaceae; 
3479837 3479861 4 28 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3481318 3481342 4 28 gi 
16S ribosomal RNA, partial sequence 


3482901 3482921 98 118 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3534501 3534521 98 118 gi 


DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3536068 3536088 98 118 gi 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3537626 3537646 98 118 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3542324 3542344 98 118 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3543878 3543898 98 118 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3545434 3545454 98 118 
somal RNA, complete sequence 
laceae; Bacillus. 

3584939 3584959 98 118 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3587889 3587941 2 54 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3597136 3597160 4 28 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3600372 3600392 98 118 gi 


gi 


gi 


gi 


gi 


bacillales; Carnobacteriaceae; Dolosig 
3609474 3609494 98 118 gi 
lales; Planococcaceae; Planococcus. 
3610955 3610975 98 118 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3613986 3614006 98 118 


gi 


bacillales; Carnobacteriaceae; Alloioc 
3615435 3615459 4 28 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 


104108 Bacteria_16S 


219846717 


6S ribosomal RNA, partial sequence 3305595 33071 


illus. 
219846712 


3311548 33129 
hingomon 


Sp 
219846637 
34104 
nellaceae; 
219846636 
34120 
no: 
219846613 
ence 34443 
nellaceae; 
219846612 


6S ribosomal RNA, partial sequence 3445905 34473 
ostridiu 


cl 

219846589 
1 
Actinomyc 


219846588 
34809 
no: 
219846587 
al sequenc 
diales; Cl 
219846553 
equence 
illaceae; 
219846552 


3535585 35370 


219846551 


3537139 35386 


219846548 


3541838 35433 


219846547 


complete sequence 3543393 35448 


219846546 


3544949 35464 


219846519 
ence 35844 
nellaceae; 
219846517 
nce 35875 
ellales; D 
219846509 
ence 35967 
spiraceae; 
219846506 


6S ribosomal RNA, partial sequence 3599877 36013 


ranulum. 
219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


219846498 
36104 


219846496 


16S ribosomal RNA, partial sequence 3613485 36150 


occus. 


219846495 


3615060 36165 


nebacterin 


3694296 36943447 55 gi 


219846441 


mycineae 


sequence 


mycineae 


ref|NR_026309.1 
06 Lactobacillus 
ref|NR_026304.1 
adaceae; Sphingo 
ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref |NR_026204.1 


m. 
ref|NR_026181.1 

3479494 348091 
etales; Actinomy 


ref |NR_026180.1 
66 3482380 Actin 
; Actinomycetac 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026145.1 
3534017 353553 
Bacillus. 
ref|NR_026144.1 


O: 
e 


ref|NR_026143.1 
44 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026138.1 
54 Bacillus 


ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref 


NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026098.1 


ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026088.1 
09 Alloiococcus 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 


cohnii Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Dialister pneumosintes 
ter pneumosintes 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Succiniclasticum 

iclasticum ruminis 

m. 

Clostridium viride 


86 Clostridium viride Bacteria; 


Actinomyces 
5 Actinomyces 
cineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Clostridium 
2 Clostridium 
ostridium. 
Bacillus 
4 Bacillus 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Desulfurella 
urella acetivorans 

Desulfurella. 

Clostridium 
idium lentocellum 
m. 

Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 


ref|NR_026032.1 


Pasteurella aerogenes 


strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


104108 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


104108 Bacteria_16S 
strain M215 16S ribosomal RNA, partia 
Bacillales; 


sporothermodurans 
sporothermodurans 


104108 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


104108 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


strain NCTC 3438 
Bacteria; Proteob 


strain AW 25 16S 
Firmicutes; Bacil 


104108 Bacteria_16S 
rain ATCC 35603 16S ribosomal 
Firmicutes; 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


104108 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


104108 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


104108 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


104108 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


104108 Bacteria_16S 
in IFO 12536 16S ribosomal RNA, partia 
Planococ 


okeanokoites stra 
okeanokoites Bact 


104108 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


104108 Bacteria_16S 


strain Karp 16S r 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
104108 Bacteria_16S 


acidophilum strai 
Bacteria; Aquific 


laevolacticus str 
laevolacticus Bac 


104108 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


104108 Bacteria_16S 

IAM 14222 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
104108 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


strain GS5-97 16S 
Firmicutes; Bacil 


104108 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


104108 Bacteria_16S 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


3697227 3697255 1 


3722972 3722992 98 
Bacteria; Firmicutes; 
3817318 3817346 1 


3821903 38219311 


3824984 3825032 7 
16S ribosomal RNA, 


3844712 3844732 98 
ribosomal RNA, partial 
lales; Staphylococcus. 
3850669 3850689 98 


cc 35603 Bacteria; 
3852179 3852199 98 


cteria; Firmicutes; 
3861274 3861294 98 


Lactobacillaceae; 
3871940 3871960 98 
ribosomal RNA, partial 
lales; Bacillales Famil 
3873527 3873547 98 


3896822 3896842 98 
tes; Lactobacillales; 
3930333 3930353 98 
eria; Firmicutes; Bacil 
3931877 3931897 98 
IFU 12706 16S ribosomal 
; Firmicutes; Lactobaci 
3934585 3934645 1 
ibosomal RNA, partial s 


3956759 3956779 98 


3958244 3958264 98 


teria; Firmicutes; 


3959777 3959797 98 


laceae; Bacillus. 
3974509 3974569 1 


3993595 3993615 98 


lales; Bacillaceae; 


3994965 3995025 1 


lphaproteobacteria; 
3996456 3996516 1 


104108 Bacteria_16S 


3997950 3998010 1 


1 RNA, partial sequence 


Bacillales; 


osomal RNA, partial sequence 


29 


118 


29 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 


29 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
104108 Bacteria_16S 


55 


complete sequence 
acteria; Gammaproteobacteria; Pasteure 
104108 Bacteria_16S 


118 
sequence 


118 


118 


rain CD2 16S ribosomal RNA, partial se 
Clostridia; 


118 


RNA, par 
Clostri 


gi| 219846438 


6S ribosomal RNA, partial sequence 3696887 36983 
psilonproteobacteria; Campylobacterale 


s; Helicob 
219846419 
1 sequence 
illaceae; 

219846351 
38169 
obacterale 
gi| 219846348 
3821543 38230 
s; Helicob 
219846346 
38245 
llales; Pa 
gi| 219846332 
3844228 38456 


gi 


Bac 
gi 


gi 


219846328 
tial seque 
dia; Clost 


gi 


219846327 
quence 

idiales; R 
219846321 


gi 


Clostr 
gi 


3860745 3862279 Lacto 


Lactobacillus. 


118 
sequence 
y XI. 

118 


16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 


118 


X-1 16S ribosomal RNA, partial sequen 
Enterococcaceae; 


118 


lales; 
118 

RNA, 
llales; 
61 
equence 


118 


n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
104108 Bacteria_16S 
ain M-8 16S ribosomal RNA, 


118 


118 


61 


118 


ribosomal RNA, partial sequence 
Geobacillus. 


61 


ribosomal RNA, partial sequence 
Sphingomonadales; 


61 


61 


Incertae 


complete 
Carnoba 


complete se 
Sporola 


complete 


gi| 219846314 
3871442 38729 
Sedis; 
219846313 
38730 
Incertae 
219846297 
ce 38963 
Tetrageno 
219846274 
1 sequence 
caceae; Pl 
219846272 
sequence 
cteriaceae 
gi| 219846270 
3934247 39357 
kettsiacea 
219846254 
ence 39562 
nobaculum. 
219846253 
quence 
ctobacilla 
gi| 219846252 
3959295 39607 


gi 


gi 


gi 


gi 


gi 


gi 


219846242 
sequence 
a; Rhizobi 


gi 


gi|219846229 
3993148 39945 


gi| 219846228 
3994645 39960 
Erythrobac 
219846227 
uence 

a; Sphingo: 


gi 


gi|219846226 


donghaensis strain SW-132 16S ribosomal RNA, partial sequence 


donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 


ref |NR_026029.1 
acteraceae; Heli 
ref|NR_026010.1 
3722493 372398 
Bacillus. 
ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref |NR_025922.1 


ref 
nce 
ridi 


NR_025918.1 

385021 
ales; Rumino 
ref|NR_025917.1 
3851732 385319 
uminococcaceae; 
ref|NR_025911.1 
bacillus reuteri 


ref |NR_025904.1 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025864.1 
3929851 393132 
anomicrobium. 
ref |NR_025862.1 

3931373 393277 
; Granulicatell 
ref|NR_025860.1 
e; Rickettsieae; 
ref|NR_025844.1 
75 3957710 Hydrog 


ref|NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref|NR_025842.1 


ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


, 


ref |NR_025819.1 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref |NR_025817.1 

3996136 399757 
monadales; Eryth 


a. 


77 Bacillus firmus Bacteria; 


Helicobacter trogontum 


08 Helicobacter trogontum Bacteria; 


cobacter. 
Bacillus 
9 Bacillus 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Avibacterium volantium 
terium volantium 


Avibacterium. 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Lactobacillus reuteri 
Bacteria; Firmicutes; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella. 


Gemella haemolysans 
a haemolysans ATCC 10379 


Tetragenococcus 
enococcus muriaticus 


Planomicrobium 
2 Planomicrobium 


Granulicatella 
8 Granulicatella 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Hydrogenobaculum 
enobaculum acidophilum 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Bacillus firmus strain 
Firmicutes; 


Agrobacterium 
6 Agrobacterium 


ae; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


ref |NR_025816.1 
3997630 399906 


Porphyrobacter 
9 Porphyrobacter 


Sphingomonadales; Erythrobacteraceae; 


104108 Bacteria_16S 4000872 4000932 1 61 gi|219846224|ref|NR_025814.1 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 400199 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Sphingopyxis. 

104108 Bacteria_16S 4004075 4004095 98 118 gi|219846222|ref|NR_025812.1 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 400502 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus 

104108 Bacteria_16S 4031212 4031236 4 28 gi|219846202|ref|NR_025792.1 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glyco 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glyco 
104108 Bacteria_16S 4032762 4032786 4 28 gi|219846201|ref|NR_025791.1 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glyco 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glyco 
104108 Bacteria_16S 4034316 4034340 4 28 gi|219846200|ref|NR_025790.1 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 403395 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glyco 

Glycomycetaceae; Glycomyces. 

104108 Bacteria_16S 4035827 4035887 1 61 gi|219846199|ref|NR_025789.1 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 
104108 Bacteria_16S 4040464 4040484 98 118 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

104108 Bacteria_16S 4041923 4041943 98 118 gi|219846195|ref|NR_025785.1 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104108 Bacteria_16S 4070567 4070587 98 118 gi|219846172|ref|NR_025762.1 
strain PVl 16S ribosomal RNA, partial sequence 4070099 40715 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

104108 Bacteria_16S 4102272 4102292 98 118 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104108 Bacteria_16S 4117360 4117380 98 118 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

104108 Bacteria_16S 4131071 4131091 98 118 gi|219846126|ref|NR_025716.1 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

104108 Bacteria_16S 4171208 4171228 98 118 gi|219846099|ref|NR_025689.1 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 41722 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

104108 Bacteria_16S 4187999 4188019 98 118 gi|219846084|ref|NR_025674.1 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 41889 

Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

104108 Bacteria_16S 4197113 4197133 98 118 gi|219846077|ref|NR_025667.1 


strain G2 16S rib 
Firmicutes; Bacil 
104108 Bacteria_16S 


osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 


4221380 4221400 98 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 
104108 Bacteria_16S 
hispanicus strain 
hispanicus Bacteria; 
104108 Bacteria_16S 


laceae; 


Anaerobacillus. 
4224363 4224383 98 


Firmicutes; Bacillales; 
4242408 4242428 98 


DSM 5352 16S ribosomal RNA, partial s 


marimammalium strain M54/01/1 16S ribosomal RNA, partia 


marimammalium Bacteria; 


104108 Fungi_16S 
strain IFM 100 
Actinobacteria 
104108 Fungi_16S 
strain IFM 078 

Actinobacteria; 
104108 Fungi_16S 
strain IFM 057 

Actinobacteria; 
104108 Fungi_16S 
strain IFM 100 

Actinobacteria; 
104108 Fungi_16S 


strain YZ-96 16S ribosomal RNA, partial sequence 


Firmicutes; 


365 490 1 


1874 1999 1 


3412 3537 1 


4972 5097 1 


6528 6653 1 


Lactobacillales; 


35 16S ribosomal RNA, partial sequence 1 
; Actinobacteridae; Actinomycetales; Cory 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


118 gi|219846060|ref|NR_025650.1 

4220889 4222400 Bacillus macyae Bacte 

118 gi|219846055|ref|NR_025645.1 

equence 4223876 422538 

Salinicoccus. 

118 gi|219846040|ref|NR_025630.1 

1 sequence 4241925 424342 

Streptococcaceae; Streptococ 

118 gi|265678352|ref|NR_028654.1 
1514 

nebacterineae; Nocardiacea 

118 gi|265678351|ref|NR_028653.1 
3016 

nebacterineae; Nocardiacea 

118 gi|265678350|ref|NR_028652.1 
4565 

nebacterineae; Nocardiacea 

118 gi| 265678349 |ref|NR_028651.1 
6112 

nebacterineae; Nocardiacea 

118 gi| 265678348 |ref|NR_028650.1 
6163 7670 


4196627 41980 


08 Anoxybacillus 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Pontibacillus 
0 Pontibacillus 


Glycomyces algeriensis 


myces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


myces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


mycineae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Bacillus fordii strain 

ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Streptococcus minor 
minor Bacteria; 


Marinibacillus 
bacillus campisalis 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Salinicoccus 
3 Salinicoccus 


Streptococcus 
4 Streptococcus 
cus. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


104108 Fungi_16S 8030 8155 1 118 gi 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104108 Fungi_16S 10997 11050 1 54 gi 
yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Noc 
104108 Fungi_16S 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


ardia. 


9519 9569 4 54 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104406 Bacteria_16S 


strain LK2-10 16S 


1048041 1048148 1 107 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


104406 Bacteria_16S 


strain IFO 14915 


2802175 2802282 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104406 Bacteria_16S 


strain IFO 12512 


2803696 2803803 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104406 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


104406 Bacteria_16S 


caeruleus subsp. 


Actinomycetales; 


104406 Bacteria_16S 


DSM 803 16S ribos 


2806740 2806847 1 107 gi 
in IFO 14913 16S ribosomal RNA, partia 


e; Actinoplanes. 


1494224 1494331 1 107 gi 


Micromonosporineae; Micromonosporaceae 
3340855 3340962 1 107 gi 
omal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


104406 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


104406 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


104406 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


104406 Bacteria_16S 


strain IMSNU 2200 


3917732 3917839 1 107 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

1031118 1031225 1 107 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1451842 1451949 1 107 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1866421 1866528 1 107 gi 
4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104406 Bacteria_16S 


strain JCM 9312 1 


2829366 2829473 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Catenuloplanes. 


104406 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


104406 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


104406 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


104406 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


3103052 3103159 1 107 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3343901 3344008 1 107 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3348481 3348588 1 107 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2808262 2808364 1 102 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 


104406 Bacteria_16S 


2890979 2891081 1 102 gi 


eria; Actinobacteria; Actinobacteridae; 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. 


265678342 
9123 

nebacterin 
219857175 
al sequenc 
ae; Actino 


219857197 

10588 

nebacterin 
265678346 


1047573 10490 


omonospori 


219857115 


16S ribosomal RNA, partial sequence 2801710 28031 


omonospori 
219857114 


16S ribosomal RNA, partial sequence 2803231 28047 


omonospori 
219857112 
1 sequence 
; Actinomy 
219846703 
RNA, pa 
; Couchiop 
219846690 


3340376 3341852 Micro 


omonospori 


219846282 
al sequenc 
ae; Actino 


265678357 
quence 
Actinomyc 


224581419 
uence 
Actinomyc 


219878290 

18659 

omonospori 
219856904 


6S ribosomal RNA, partial sequence 2828900 28303 


omonospori 


219846853 
quence 

; Actinomy 
219846688 
33434 
ales; Micr 
219846685 
33480 
ales; Micr 
19857111 
sequence 


2 
1 
; Actinomy 


219856862 


capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


ref|NR_028644.1 


Nocardia asiatica Bacteria; 


eae; Nocardiacea 
ref |NR_024803.1 
e 10639 12137 


mycetales; Coryn 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Nocardia asiatica 


ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028648.1| Micromonospora eburnea 

49 Micromonospora eburnea Bacteria; 

neae; Micromonosporaceae; 


’ 


ref |NR_024743.1 
80 Actinoplanes humidus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref Actinoplanes 


NR_024740.1 
2806275 2807745 Actinoplanes 
nosporineae; 


Actinoplanes humidus 


cetales; Micromo 


ref 
rtia 


NR_026295.1 
1 sequence 


Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


lane 
ref 

mono 

neae 


s. 
NR_026282.1 
spora rosari 
Micromonos 


Micromonospora rosaria 
a Bacteria; 


poraceae; 


v 


ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


ref|NR_028659.1 
1030633 103211 
etales; Micromon 


Micromonospora 
4 Micromonospora 
osporineae; 


ref|NR_027200.1 
1451367 145284 
etales; Micromon 


Micromonospora 
3 Micromonospora 
osporineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 


ref|NR_025429.1 
35 1867442 Asanoa 
neae; Micromonosporaceae; Asanoa. 
ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 

neae; Micromonosporaceae; 


, 


ref |NR_026445.1 
102586 310404 


cetales; Micromo 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


w 


ref |NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 
omonosporineae; Micromonosporaceae; 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


ref|NR_024681.1| Actinoplanes 
2890502 2891958 Actinoplanes 


104406 Bacteria_16S 


strain DSM 43151 


rectilineatus Bac 


Micromonosporacea 
104406 Bacteria_16S 


strain IFO 12513 


strain IFO 13911 


strain DSM 43039 


Bacteria; Actinob 
Actinoplanes. 


104406 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


104406 Bacteria_16S 


aurantiaca DSM 43 


Bacteria; Actinob 


Micromonospora. 


104406 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


104406 Bacteria_16S 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


104406 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


104406 Bacteria_16S 
roseum strain DSM 


Bacteria; Actinob 


Dactylosporangium. 
104406 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


104406 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
104406 Bacteria_16S 


strain DSM 43040 


thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
104406 Bacteria_16S 


matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


104406 Bacteria_16S 


strain HKI0088 16 


3333320 3333408 1 88 gi 


2796088 2796178 1 90 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2799131 27992211 


90 gi 


2800654 2800744 1 90 gi 


2805218 2805308 1 90 gi 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3331825 3331927 1 


102 gi 


3712419 3712509 1 90 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3334814 3334902 1 88 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3345429 3345517 1 88 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3346955 3347043 1 88 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3713880 3713968 1 88 gi 
rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 

3324202 3324304 1 102 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 

3325729 3325831 1 102 gi 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3327250 3327352 1 102 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 

3328769 3328871 1 102 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3330297 3330399 1 


102 gi 


3342382 3342484 1 102 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1531844 1531932 1 88 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 

65635 65738 1 103 

S ribosomal RNA, partial sequence 


gi 


104406 Bacteria_16S 


strain PK-Blue 16 
Actinobacteria; A 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 
rectilineatus str 


16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 
16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 
derwentensis stra 
derwentensis Bact 
Micromonosporacea 
104406 Bacteria_16S 


in IFO 14935 16S ribosomal RNA, partia 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 
auranticolor stra 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 


65168 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846696 


omonospori 
219857119 
al sequenc 
e; Actin 


219857117 
001 
omonospori 
219857116 
016 
omonospori 
219857113 
1 sequence 
; Actinomy 


219846697 


omonospori 
219846428 
ence 37119 
ales; Micr 


219846695 
1 sequence 
; Actinomy: 
219846687 
e 33449 
ales; Micr 
219846686 
ce 33464 
ales; Micr 
219846427 
equence 

ae; Actino 


v 


219846702 
quence 
tinomyceta 


219846701 
ence 33252 
ales; Micr 


219846700 
al sequenc 
e; 


219846699 
ence 33282 
ales; Micr 


219846698 


omonospori 
219846689 
nce 33419 
ales; Micr 


219857427 
tial seque 


265679020 
66643 
ococcineae 


, 


2167768 2167871 1 103 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


219857623 


Streptomycineae; 


ref 


00 Actinoplanes 
neae 


ref 


e 2795622 27970 


omycet Micromonosporineae; 


ref 


36 Actinoplanes 
neae 


ref 


59 Actinoplanes 
neae 


ref 


2804752 28062 


ceta Micromo 


ref 


ref 


82 3713392 Actin 
omon 


ref 


3334351 33357 


ceta Micromo 


ref 


50 3346425 Micro: 
omon 


ref 


76 3347951 Micro: 
omon 


ref 


NR_026288.1 


; Micromono 
NR_024747.1 
9 
ales; 


NR_024745.1 


; Micromono 
NR_024744.1 


; Micromono 
NR_024741.1 
2 
les; 


NR_026289.1 


; Micromono 
NR_026019.1 


osporineae; 
NR_026287.1 
9 
les; 
NR_026279.1 
osporineae; 


NR_026278.1 


osporineae; 


NR_026018.1 


3713443 371485 


myce 


ref 


tales; 


NR_026294.1 


3323723 332519 


les; 


ref 


49 3326720 Dacty 
omon 


ref 
e 3326771 33282 
Actinomycet 


ref 
90 3329764 Dacty 
omon 


ref 
92 Pilimelia terevasa Bacteria; 
neae 
ref 
03 3343371 Dacty 
omon 


ref 
nce 


e; Actinomycet 


ref 


NR_026293.1 
1 
osporineae; 


NR_026292.1 
3 
ales; Micro 
NR_026291.1 
1 
osporineae; 


NR_026290.1 
; Micromonos 
NR_026281.1 
1 
osporineae; 


NR_025015.1 
153135 


ales; Micro 


NR_029328.1 


Ss 


Oo 


Micro 


Micromonosp 


Actinoplanes regularis 


regularis Bacteria; 
s 


poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 


Actinoplanes lobatus 


lobatus Bacteria; 
s 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 
s 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Pilimelia anulata 


10 Pilimelia anulata Bacteria; 
neae 


poraceae; Pilimelia. 
Actinoplanes 

planes auranticolor 

Micromonosporaceae; 


Actinoplanes 
4 Actinoplanes 


nosporineae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia terevasa 


poraceae; Pilimelia. 
Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Micromonospora 
9 1532864 Micromonospora 


monosporineae; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


Bo 
ref 
2167280 2168769 Streptomyces speibonae Bacteria; 
Streptomycetaceae; 


goriellaceae 


; Bogoriella. 


NR_025212.1 


Streptomyces speibonae 


Streptomyces. 


104406 Bacteria_16S 


2246531 2246634 1 103 


gi 


219857568 


ref|NR_025156.1 


Streptomyces 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104406 Bacteria_16S 2421495 2421602 1 107 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

104406 Bacteria_16S 2832403 2832506 1 103 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 2901551 2901654 1 103 gi|219856855|ref|NR_024674.1| Leucobacter albus 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
104406 Bacteria_16S 2941045 2941152 1 107 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

104406 Bacteria_16S 2942561 2942668 1 107 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

104406 Bacteria_16S 3449490 3449593 1 103 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 


Bacteria; Actinob 
Streptomyces. 


104406 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


104406 Bacteria_16S 


thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 


104406 Bacteria_16S 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


104406 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


104406 Bacteria_16S 


minutisporangium 


us Bacteria; Actinobacteria; Actinobacte 
; Streptomyces. 
2797610 2797712 1 102 gi 


strain IFO 15962 16S ribosomal RNA, part 


219857118 


ridae; Actinomycetales; 


ref 
ence 


NR_024746.1 


ial sequ 279714 


acteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
3638021 3638124 1 103 gi| 219846480 |ref|NR_026072.1| Streptomyces 
strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
3639573 3639676 1 103 gi|219846479|ref|NR_026071.1| Streptomyces 
rans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
rans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
342863 342965 1 102 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
2260420 2260518 1 98 gi|219857559|ref|NR_025147.1| Streptomyces 
us strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 


Streptomycineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 


104406 Bacteria_16S 


thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 


104406 Bacteria_16S 
16S ribosomal RNA, partial sequence 264725 26613 


strain MCRL 0044 
Actinobacteria; A 


104406 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


104406 Bacteria_16S 


helvolus strain D 
helvolus Bacteria 


Pseudoclavibacter. 
104406 Bacteria_16S 
train IMET 11532, 
tratus Bacteria; Actinobacteria; Actin 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


104406 Bacteria_16S 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


ctinobacteridae; Actinomycetales; Pseudo 
2938004 2938092 1 88 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 

159858 159961 1 103 gi 
SM 20419 16S ribosomal RNA, partial se 


; Actinobacteria; Actinobacteridae; Ac 


1 


v 


qu 


401732 401835 1 103 gi 


16S ribosomal RNA, p 


; Agromyces. 


403267 403370 1 103 gi 
YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 


, 


104406 Bacteria_16S 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


409423 409526 1 103 


gi 


Streptomyces. 


’ 


osporangiaceae; Cryptosporangium. 

2980511 2980609 1 98 gi|219846936|ref|NR_026528.1 
rain R10 16S ribosomal RNA, partial sequence 2980041 298152 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
; Streptomyces. 

265162 265250 1 88 gi| 265678883 |ref|NR_029189.1 


219856831 
Actinomy 
265678956 
tinomyceta 
265678787 
artial seq 
obacterida 
265678786 
quence 


Actinomyce 


265678782 


nocardineae; Pseudonocar 
ref|NR_024650.1 
2937540 293900 


cetales; Pseudon 


sequence 


ref |NR_029264.1 
159387 160848 
les; Micrococcin 


ence 


ref |NR_029092.1 
uence 401266 
e; Actinomycetal 


ref|NR_029091.1 
402781 404300 
tales; Streptomy 


ref|NR_029087.1 
408966 410455 
Streptomy 


Streptomyces 
6 Streptomyces 
tomycineae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Streptomyces 
Streptomyces 
cineae; 


Streptomyces 
Streptomyces 
cineae; 


104406 Bacteria_16S 426529 426632 1 103 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 
104406 Bacteria_16S 618772 618875 1 103 gi| 265678639 |ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 


104406 Bacteria_16S 646271 646374 1 103 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

104406 Bacteria_16S 647802 647905 1 103 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


104406 Bacteria_16S 911295 911398 1 103 gi|265678437|ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

104406 Bacteria_16S 1221632 1221723 1 91 gi|219878356|ref|NR_025495.1| Salana multivorans 


strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 
104406 Bacteria_16S 1474381 1474484 1 103 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 1488214 1488317 1 103 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 1501646 1501749 1 103 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 
104406 Bacteria_16S 1559012 1559115 1 103 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
104406 Bacteria_16S 1595497 1595600 1 103 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 1597045 1597148 1 103 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 1598593 1598696 1 103 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 1601689 1601792 1 103 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 1697550 1697653 1 103 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
104406 Bacteria_16S 1771973 1772076 1 103 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 1773471 1773574 1 103 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 1788509 1788612 1 103 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 
104406 Bacteria_16S 1811511 18116141 103 gi| 219878328 |ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
104406 Bacteria_16S 1819188 1819291 1 103 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
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104406 Bacteria_16S 4126550 4126653 1 103 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 598731 598833 2 103 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 656583 656681 1 98 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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Actinomyce 


ref 


Mi 


435340 436871 
e; Actinomycet 


599812 601293 
Actinomyce 


NR_029291.1 


NR_029288.1 


NR_029206.1 
es; 


NR_029130.1 


NR_029120.1 


Micrococcaceae; 


NR_029119.1 
Micrococ 
NR_029114.1 


ales; Strept 


NR_029110.1 


es; 


NR_029089.1 
omicromonosp 
NR_029073.1 
les; Microco 
NR_029069.1 
ales; Strept 
NR_028988.1 
les; Strepto: 
NR_028957.1 
tales; Strep 
NR_028928.1 
tales; Micro 


NR_028846.1 


crobacteriac 
NR_028828.1 


etales; Micr 
NR_028825.1 
ales; Strept 
NR_028764.1 


Str 


Cellulosimicrobium 
Cellulosimicrobium 


Cellulomonas hominis 


8 Cellulomonas hominis Bacteria; 
Cellulomonadac 


eae; Cellulomonas. 
Rhodococcus 
Rhodococcus 


Agromyces hippuratus 


348412 349877 Agromyces hippuratus Bacteria; 
Microbacteriac 


eae; Agromyces. 
Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Streptomyces 
Streptomyces 
omycineae; 
Kitasatospora 


Kitasatospora 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Kitasatospora 
Kitasatospora 
omycineae; 


Streptomyces 
Streptomyces 
mycineae; 


Streptomyces 
Streptomyces 
tomycineae; 


Nesterenkonia 
Nesterenkonia 
coccineae; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Xylanimonas 
Xylanimonas 
ococcineae; 


Streptomyces 
Streptomyces 
omycineae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


NR_028756.1 


Rathayibacter caricis 


884701 886196 Rathayibacter caricis 


104406 Bacteria_16S 


968472 968575 1 103 gi 


265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
104406 Bacteria_16S 
variabilis strain 


Isoptericola. 


104406 Bacteria_16S 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequen 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; 
104406 Bacteria_16S 
strain HKI 0122 1 


Beutenbergia. 


104406 Bacteria_16S 
cynodontis JCM 97 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; 
104406 Bacteria_16S 


Kitasatospora. 


1226182 1226285 1 103 gi 


1233811 12339141 103 gi 


Microbacterium. 


1333634 13337371 103 gi 


1401581 1401684 1 103 gi 
33 16S ribosomal RNA, partial sequence 


Leifsonia. 


1425780 1425883 1 103 gi 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial 


violaceolatus Bac 
Streptomycetaceae; 


teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219878300 
12257 
Micrococcineae; 


219878266 


228721490 
6S ribosomal RNA, partial sequence 1333148 13346 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


228715351 
14011 
Actinomycetale 


224581441 
sequenc 


Micrococcineae; 


ref|NR_028700. 


ref|NR_025439. 


ref|NR_025405. 


ref |NR_027613. 
32 Beutenbergia 


ref|NR_027523. 
S; 


ref |NR_027223. 


967981 96947 
Actinomycetales; 


ce 1233340 12348 
Actinomycetales; 


e 1425302 14268 
Actinomycetales; 


Kitasatospora 
Kitasatospora 


7 


Streptomycineae; 


Isoptericola 


22 1227193 Isoptericola variabilis 
Promicromonosporaceae; 


Microbacterium 
7 Microbacterium 


1 


Micrococcineae; 


Beutenbergia cavernae 
cavernae DSM 12333 


Beutenbergiaceae; 


Leifsonia xyli subsp. 


11 1402554 Leifsonia xyli subsp. 
Micrococ 


cineae; 


1 


Streptomyces 
1 Streptomyces 


Streptomycineae; 


104406 Bacteria_16S 1427345 1427448 1 103 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104406 Bacteria_16S 1460788 1460891 1 103 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

104406 Bacteria_16S 1556024 1556127 1 103 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

104406 Bacteria_16S 1557518 1557621 1 219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

104406 Bacteria_16S 1589308 1589411 1 219878485 |ref|NR_025624.1| Streptomyces catenulae 


strain DSM 40258 


Streptomycineae; 


104406 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 
Streptomycetaceae 


104406 Bacteria_16S 


strain DSM 40597 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


104406 Bacteria_16S 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


104406 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


Strept 
1590856 1590959 1 103 gi 
in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 

1592404 1592507 1 103 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1593950 1594053 1 103 gi 
strain DSM 40545 16S ribosomal RNA, part 
Bacteria; Actinobacteria; Actinobacterid 
; Streptomyces. 
1600141 1600244 1 


1 
i 


103 gi 
Strept 
1774968 1775071 1 103 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

1799200 1799303 1 103 gi 
n R 5812 16S ribosomal RNA, partial sequ 
ria; Actinobacteria; Actinobacteridae; A 


se 


1874021 1874124 1 103 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


s 
Ac 


104406 Bacteria_16S 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 
tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 
104406 Bacteria_16S 
subsp. paromomyci 
rimosus subsp. pa 


219878483 


partial 


219878482 
ial sequence 


ae; 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 


quence 


Actinomyc 


219878336 


ence 
ctinomyc 


219878285 


equence 
tinomyce 


1900261 1900364 1 103 gi 


219878263 


humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiacea 


e; Ornithinimicrobium. 


omycineae; 
219878484 
sequence 
Actinomyceta 


omycineae; 
219878353 


40 Streptomyces 
ref |NR_025623. 
les; 
ref|NR_025622. 


sequence 


ref |NR_025621. 


ref|NR_025617. 
73 Streptomyces 


ref|NR_025492. 
etales; 
ref|NR_025475. 
etales; 
ref 


tales; 


ref 


Streptomycetaceae; 


1590391 15918 
Streptomycineae; 


159193 
tinobacteridae; Actinomycetales; 


159348 
Actinomycetales; 


Streptomycetaceae; 


1774532 17759 
Streptomycineae; 


1798724 18001 
Micrococcineae; Micrococcaceae; 


NR_025424.1 
1873541 18749 


Micrococc 


NR_025402.1 


catenulae Bacteria; 
Streptomyces. 
Streptomyces 
8 Streptomyces 


8 


Streptomyces rimosus 
9 1593434 Streptomyces 


1| Streptomyces 


5 1594981 Streptomyces 


Streptomycineae; 


Streptomyces violens 
violens Bacteria; 
Streptomyces. 
Streptomyces 

9 Streptomyces 


7 


Arthrobacter 
8 Arthrobacter 


6 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


3 


Ornithinimicrobium 


1899804 1901109 Ornithinimicrobium 


104406 Bacteria_16S 1957551 1957654 1 103 
strain CF-25 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 2035228 2035331 1 103 
strain CCUG 35957 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 2110302 2110405 1 103 
strain DSM 43030 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 2248108 2248211 1 103 
luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 2772073 2772176 1 
venezuelae strain 
venezuelae Bacter 
Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 2956160 2956263 1 103 
ketosireducens strain IFO 14548 16S ribosomal RNA, 
ketosireducens Ba 
Microbacteriaceae; Microbacterium. 
104406 Bacteria_16S 2959079 2959182 1 
luteolum strain I 
luteolum Bacteria 
Microbacterium. 
104406 Bacteria_16S 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 3010868 3010971 1 
multiseptatus str 
multiseptatus Bac 
Geodermatophilaceae; 
104406 Bacteria_16S 3092507 3092610 1 103 
strain TA68 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 3094026 3094129 1 103 
strain TAGA27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 3104567 3104670 1 103 
strain ATCC 25470 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 3236292 3236395 1 103 
griseocarneus strain DSM 40004 16S ribosomal RNA, 
griseocarneus Bac 
Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 3321145 3321236 1 
strain DSM 44140 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 3447923 3448026 1 103 
subrutilus strain DSM 40445 16S ribosomal RNA, 
subrutilus Bacteria; Actinobacteria; Actinobacteri 
Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 3469361 3469464 1 103 
strain DSM 20133 16S ribosomal RNA, partial sequen 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 3481453 34815441 91 
strain NCTC 11636 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 3484469 3484572 1 103 
strain DSM 40089 16S ribosomal RNA, partial sequen 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 3486036 3486139 1 103 
bikiniensis strai 
bikiniensis Bacte 

; Streptomyces. 


Streptomycetaceae; 

104406 Bacteria_16S 3505626 3505729 1 103 
strain DSM 20145 16S ribosomal RNA, partial sequen 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 3508664 3508767 1 103 


liquefaciens strain DSM 20638 16S ribosomal RNA, p 


103 


103 


’ 


2978976 2979055 1 79 


103 


Modestobacter. 


91 


ria; Actinobacteria; Actinobacter 


16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2109822 21113 


ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 


cteria; Actinobacteria; Actinobacterid 


FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 


ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 


16S ribosomal RNA, partial sequence 


teria; Actinobacteria; Actinobacterida 


16S ribosomal RNA, partial sequence 3320684 33221 


complete 


n DSM 40581 16S ribosomal RNA, partial 


gi|219878223 
1957067 19585 
Micrococcineae 
gi|219878171 
20347 
ococcineae 
219873436 


’ 


Micr : 


gi 


Stre 
gi 


ptomycinea 
219857567 
uence 

e; 


e; 


219857136 
equence 
Actinomyce 


gi 


219856819 
ial sequen 
ae; Actino 


gi 
part 


, 


219856817 
quence 
tinomyceta 


gi 


219846937 
sequence 
ae; Actino 


gi 


’ 


219846916 
equence 
e; 


gi 


gi| 219846860 
3092041 30935 
Micrococcineae 
gi| 219846859 
3093562 30950 
Micrococcineae 
gi| 219846852 
31040 
ptomycinea 
219846763 
ete sequen 
e; Actinomyc 


11 


v 


28 


’ 


98 
Stre e; 

gi 
compl 


gi|219846705 
44 
nebacterin 
219846611 

sequence 


Actinomyce 


Cory 
gi 
dae; ta 
gi| 219846596 
ce 3468874 3470348 
Micrococcineae; 
gi| 219846588 
nce 34809 
Actinomycineae 
gi|219846586 
ce 3483983 34854 
Streptomycinea 
gi| 219846585 
sequence 
Actinomyc 


66 


’ 


99 
e; 


idae; et 
gi| 219846572 
ce 3505155 35066 
Micrococcineae 
gi| 219846570 
artial sequence 


22 


, 


ref 
65 Arthrobacter 


ref 
53 2036233 Rothi 


ref 
30 Streptomyces 


ref 
Actinomycet 
ref 
tale 
ref 
ce 2955705 29571 
myce 
ref 
les; 
ref 
myce 
ref 
Actinomycet 


ref 


ref 


ref 


ref 
ce 3235806 32373 


ref 


eae; 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


Arthrobacter luteolus 
luteolus Bacteria; 
crococcaceae; Arthrobacter. 
NR_025310.1| Rothia nasimurium 

a nasimurium Bacteria; 
e; Rothia. 

Streptomyces humiferus 
humiferus Bacteria; 
treptomycetaceae; Streptomyces. 
NR_025155.1| Streptomyces 
2247616 2249142 Streptomyces 
ales; Streptomycineae; 


NR_025362.1 


’ 


Mi 


Micrococcacea 


NR_025250.1 


s 


NR_024764.1 
2771601 277308 
s; Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 


Microbacterium 
4 Microbacterium 
coccineae; 


NR_024638.1 

1 

tales; Micro 
Microbacterium 

1 Microbacterium 

eae; Microbacteriaceae; 


NR_024636.1 
2958622 296006 
Micrococcin 


NR_026529.1 
2978510 297999 
tales; Strep 


Streptomyces 
0 Streptomyces 
tomycineae; 


Modestobacter 
4 Modestobacter 
neae; 


NR_026508.1 
3010413 301189 
ales; Franki 


NR_026452.1| Kocuria rhizophila 
Kocuria rhizophila Bacteria; 
Micrococcaceae; Kocuria. 
NR_026451.1| Kocuria palustris 
Kocuria palustris Bacteria; 
Micrococcaceae; Kocuria. 
NR_026444.1| Streptomyces lydicus 
3105578 Streptomyces lydicus Bacteria; 
Streptomycetaceae; Streptomyces. 
NR_026355.1| Streptomyces 

20 Streptomyces 
tomycineae; 


, 


, 


etales; Strep 
NR_026297.1| Gordonia hirsuta 
Gordonia hirsuta Bacteria; 
Gordoniaceae; Gordonia. 
NR_026203.1| Streptomyces 
3447437 3448952 Streptomyces 


les; Streptomycineae; 


Arthrobacter citreus 

citreus Bacteria; 

e; Arthrobacter. 
Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 

Streptomyces galbus 

Streptomyces galbus Bacteria; 
Streptomycetaceae; Streptomyces. 

NR_026177.1| Streptomyces 

3485550 3487066 Streptomyces 

ales; Streptomycineae; 


NR_026188.1 
Arthrobacter 
Micrococcacea 
NR_026180.1 
3482380 Actino: 
Actinomycetace 
NR_026178.1 


NR_026164.1| Microbacterium barkeri 
Microbacterium barkeri Bacteria; 
Microbacteriaceae; Microbacterium. 
NR_026162.1| Microbacterium 

3508192 3509665 Microbacterium 


liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; Microbacterium. 


104406 Bacteria_ 


strain DSM 7485 1 


104406 Bacteria_ 


strain DSM 7486 1 


104406 Bacteria_ 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 
104406 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


16S 3513234 3513337 1 103 gi| 219846567 |ref|NR_026159.1| Rathayibacter rathayi 
6S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
16S 3514758 3514861 1 103 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
6S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
16S 3641142 3641245 1 103 gi|219846478|ref|NR_026070.1| Kitasatospora 
ain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
3642667 3642770 1 103 gi|219846477|ref|NR_026069.1| Kitasatospora 
n IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
3644199 3644302 1 103 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 


104406 Bacteria_16S 


strain OS-3256 16 


S ribosomal RNA, partial sequence 


3643713 36451 


93 Kitasatospora 


azatica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
104406 Bacteria_16S 3919283 3919386 1 103 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 3920864 3920967 1 103 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

104406 Bacteria_16S 3922445 3922548 1 103 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104406 Bacteria_16S 3924025 3924128 1 103 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104406 Bacteria_16S 3925606 3925709 1 103 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104406 Bacteria_16S 3928767 3928870 1 103 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 4200035 4200138 1 103 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
104406 Bacteria_16S 4201518 4201621 1 103 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104406 Bacteria_16S 4203016 4203119 1 103 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
104406 Bacteria_16S 4204564 4204667 1 103 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104406 Bacteria_16S 68662 68760 1 98 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104406 Bacteria_16S 428072 428174 1 102 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104406 Bacteria_16S 437412 437502 1 90 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

104406 Bacteria_16S 460336 460426 1 90 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

104406 Bacteria_16S 524582 524680 1 98 gi|265678702|ref|NR_029007.1| Corynebacterium 


ciconiae strain BS13 16S ribosomal RNA, partial sequence 


524146 525550 Corynebacterium ciconiae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


104406 Bacteria_16S 1245928 1246018 1 90 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
104406 Bacteria_16S 1256363 1256461 1 98 gi|219857144|ref|NR_024772.1| Corynebacterium 
efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

104406 Bacteria_16S 1563434 1563524 1 90 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

104406 Bacteria_16S 1668586 1668664 1 78 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
104406 Bacteria_16S 1673077 1673167 1 90 gi|219878426|ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

104406 Bacteria_16S 1674600 1674690 1 90 gi| 219878425 |ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

104406 Bacteria_16S 1834377 1834479 1 102 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 

104406 Bacteria_16S 1848241 1848319 1 78 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

104406 Bacteria_16S 1954592 1954670 1 78 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

104406 Bacteria_16S 2513559 2513661 1 102 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

104406 Bacteria_16S 2552339 2552437 1 98 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

104406 Bacteria_16S 3148114 3148212 1 98 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

104406 Bacteria_16S 3412486 3412564 1 78 gi|219846636|ref|NR_026228.1| Actinomyces viscosus 
strain NCTC 10951 16S ribosomal RNA, partial sequence 3412006 3413422 Actinomyces viscosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
104406 Bacteria_16S 3734676 3734754 1 78 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

104406 Bacteria_16S 4032893 40329711 78 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
104406 Bacteria_16S 917526 917615 1 89 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

104406 Bacteria_16S 1350464 1350553 1 89 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
104406 Bacteria_16S 1758605 1758694 1 89 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

104406 Bacteria_16S 1809982 1810071 1 89 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

104406 Bacteria_16S 2232912 22330011 89 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

104406 Bacteria_16S 3023008 3023097 1 89 gi| 219846908 |ref|NR_026500.1| Gordonia 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 


sequence 


3022528 302398 


4 Gordonia 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; 


Gordonia. 
104406 Bacteria_16S 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 


3039736 3039825 1 89 


gi 


219846896 


ref|NR_026488.1 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

104406 Bacteria_16S 3380618 3380707 1 89 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
104406 Bacteria_16S 668703 668791 1 88 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

104406 Bacteria_16S 877607 877695 1 88 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


strain AS4.0578 1 


6S ribosomal RNA, partial sequence 877138 87856 


3 Lentzea flaviverrucosa Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
104406 Bacteria_16S 888254 888342 1 88 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

104406 Bacteria_16S 912817 912905 1 88 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 

104406 Bacteria_16S 914375 914463 1 88 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


104406 Bacteria_16S 
strain YLM-32 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 
scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae 
104406 Bacteria_16S 
DSM 43833 16S rib 
Bacteria; Actinob 


Thermobispora. 


104406 Bacteria_16S 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
104406 Bacteria_16S 1530305 1530409 1 104 gi| 219857433 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinomadura. 

104406 Bacteria_16S 1536349 1536437 1 88 gi| 219857378 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequenc 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Saccharothrix. 

104406 Bacteria_16S 1539471 1539559 1 88 gi| 219857376 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 15389 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
104406 Bacteria_16S 1542580 1542668 1 88 gi| 219857374 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequenc 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Actinokineospora. 

104406 Bacteria_16S 1573998 1574086 1 88 gi| 219856868 


strain MK27-91F2 


strain JCM 9114 1 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


104406 Bacteria_16S 


NRRL B-24104 16S 


Pseudonocardineae; Actinosynnemataceae; 
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ribosomal RNA, partial sequence 
oc 
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gi 


do 


104406 Bacteria_16S 


265678325 
1075986 10774 


265678311 
sequence 


228719618 
1169826 11712 


224581428 
1439230 14407 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
104406 Bacteria_16S 219856867 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


104406 Bacteria_16S 219878376 


219857500 
2341772 23432 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


Actinosy 


occineae 


Actinomy 


es; Pseu 


nocardin 


nocardin 


sequence 
ctinomyc 


nocardin 


nnema. 
ref|NR_028627.1 
; Rarobacteracea 
ref|NR_028613.1 
1097121 109859 
cetales; Strepto 


ref|NR_027583.1 
94 Thermobispora 
donocardineae; P 
ref|NR_027210.1 
eae; Actinosynne 
ref|NR_025021.1 


1529847 153130 
tales; Streptosp 


ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


ref |NR_024687.1 


Actinosynne 
NR_024686.1 


eae; 
ref 


eae; Actinosynne 
ref|NR_025515.1 

1745863 174730 
etales; Streptos 


ref|NR_025088.1 


eae; Pseudonocar 


2577055 2577143 1 88 gi 


219857283 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Streptomyces 

9 Streptomyces 

mycineae; 


Thermobispora bispora 
bispora DSM 43833 


seudonocardiaceae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Actinomadura 

8 Actinomadura 
orangineae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Actinokineospora 

6 Actinokineospora 
ardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Actinomadura 

0 Actinomadura 
porangineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 


ref|NR_024914.1 


Cellulomonas iranensis 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 


104406 Bacteria_16S 2609296 2609384 1 88 gi 
thermoflava strain N1165 16S ribosomal RNA, partial seq 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 

104406 Bacteria_16S 2752463 2752551 1 88 gi|219857151 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Act 
Streptosporangiaceae; Planomonospora. 


219857259 
uence 


Actinomyc 


inomycet 


ref|NR_024890.1 


etales; 
ref|NR_024779.1 

2752000 275344 
ales 


’ 


2608828 261032 
Pseudono 


Streptospo 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


104406 Bacteria_16S 2760022 2760110 1 88 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

104406 Bacteria_16S 2821784 2821872 1 88 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
104406 Bacteria_16S 2939522 2939610 1 88 gi|219856830|ref|NR_024649.1| Lentzea albida strain 


IFO 16102 16S ribosomal RNA, partial sequence 


2939058 29405 


28 Lentzea albida Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
104406 Bacteria_16S 3252841 3252945 1 104 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

104406 Bacteria_16S 3369957 3370045 1 88 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

104406 Bacteria_16S 3415423 34155111 88 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 

104406 Bacteria_16S 3511708 35118111 103 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

104406 Bacteria_16S 3523917 3524005 1 88 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

104406 Bacteria_16S 3571339 3571427 1 88 gi|219846528|ref|NR_026120.1| Turicella otitidis 


strain 234/92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Bifidobacteriales; Tu 
104406 Bacteria_16S 3733221 3733309 1 88 gi 
atramentaria strain SF2197 16S ribosomal RNA, partial s 
atramentaria Bacteria; Actinobacteria; Actinobacteridae 
Thermomonosporaceae; Actinomadura. 

104406 Bacteria_16S 4243946 4244049 1 103 

strain C3H-21 16S ribosomal RNA, partial sequence 


ricella. 
219846412 
equence 


’ 


gi|219722939 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 
104406 Bacteria_16S 103435 103538 1 103 gi|265678994|ref|NR_029302.1 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsuka 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; T 
Tsukamurella. 

104406 Bacteria_16S 158339 158442 1 103 gi| 265678957 |ref|NR_029265.1 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Microbacteriaceae; Microbacterium. 

104406 Bacteria_16S 377191 377294 1 103 gi| 265678803 |ref|NR_029108.1 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

104406 Bacteria_16S 389389 389492 1 103 gi|265678795|ref|NR_029100.1 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Promicromonosporaceae; Myceligenerans. 

104406 Bacteria_16S 635405 635508 1 103 gi| 265678627 |ref|NR_028932.1 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 636936 637039 1 103 gi| 265678626 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 789463 789552 1 89 gi 
strain J72 16S ribosomal RNA, partial sequence 


265678519 


3570843 35723 


Actinomy 


4243475 42448 


ococcineae 


ococcineae 


ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


ref|NR_024571.1 
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ref 


trasporangia 
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Actinomadura 
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Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 


Microbacterium 
Microbacterium 
cineae; 


Agromyces ulmi strain 
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Myceligenerans 
Myceligenerans 


cineae; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 


ref|NR_028823.1 


Gordonia sinesedis 


789013 790486 Gordonia sinesedis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


104406 Bacteria_16S 
strain JCM 4837 1 


1085475 1085578 1 103 gi 


265678319 
6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 
macrocephala stra 
macrocephala Bact 
Streptosporangiac 
104406 Bacteria_16S 
strain 14 16S rib 


ref|NR_028621.1 


Streptomyces tauricus 


81 Streptomyces tauricus Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
1099111 1099218 1 107 gi|265678310|ref|NR_028612.1| Acrocarpospora 
in IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Acrocarpospora. 
1102080 1102183 1 103 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
osomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
104406 Bacteria_16S 1316715 1316818 1 103 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 


Bacteria; Actinob 
104406 Bacteria_16S 
faecium strain DS 
4810 Bacteria; Ac 


Brachybacterium. 
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bo 
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ref|NR_027599.1 
82 1346861 Brach 
Micrococcineae 
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ref 
A, Pp 
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Y. 
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heryma. 
Brachybacterium 

bacterium faecium DSM 

Dermabacteraceae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


104406 Bacteria_16S 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
104406 Bacteria_16S 


strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 


104406 Bacteria_16S 
sacelli strain LM 


sacelli Bacteria; 
Brachybacterium. 


104406 Bacteria_16S 


fresconis strain 


fresconis Bacteri 


Brachybacterium. 


104406 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 


Dermabacteraceae; 


104406 Bacteria_16S 1948544 1948647 1 103 gi| 219878229 |ref|NR_025368.1 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 194955 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

104406 Bacteria_16S 2361991 2362094 1 103 gi|219857486|ref|NR_025074.1 
strain K300 16S ribosomal RNA, partial sequence 2361525 23629 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
104406 Bacteria_16S 2493877 2493980 1 103 gi| 219857387 |ref|NR_024975.1 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 249486 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Intrasporangiaceae; Tetrasphaera. 
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104406 Bacteria_16S 489428 489506 1 78 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

104406 Bacteria_16S 552137 552235 1 98 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
104406 Bacteria_16S 623143 623241 1 98 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104406 Bacteria_16S 882117 882219 1 102 gi| 265678456 |ref|NR_028758.1] Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 
104406 Bacteria_16S 1075089 1075191 1 102 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
104406 Bacteria_16S 1133931 1134029 1 98 gi|253680767|ref|NR_028015.1| Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104406 Bacteria_16S 1290923 1291021 1 98 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104406 Bacteria_16S 1348936 1349014 1 78 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 
104406 Bacteria_16S 1450375 1450473 1 98 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104406 Bacteria_16S 1453373 1453475 1 102 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
104406 Bacteria_16S 1527293 15273711 78 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
104406 Bacteria_16S 1541020 1541098 1 78 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
104406 Bacteria_16S 1805392 1805470 1 78 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 
104406 Bacteria_16S 1806930 1807008 1 78 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
104406 Bacteria_16S 1858699 1858797 1 98 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104406 Bacteria_16S 1931857 1931935 1 78 gi|219878240|ref|NR_025379.1]| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


R 


104406 Bacteria_16S 1951658 1951736 1 78 gi| 219878227 |ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
104406 Bacteria_16S 1959107 1959205 1 98 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
104406 Bacteria_16S 2030664 2030762 1 98 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 


variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


104406 Bacteria_16S 2036754 2036852 1 98 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

104406 Bacteria_16S 2310561 2310639 1 78 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

104406 Bacteria_16S 2348287 2348389 1 102 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

104406 Bacteria_16S 2518070 2518168 1 98 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

104406 Bacteria_16S 2670093 2670171 1 78 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

104406 Bacteria_16S 2750969 2751047 1 78 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 
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85 Arthrobacter 
occineae; Micrococcacea 
ref |NR_026234.1 
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3416903 3416981 1 78 gi 
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56 Skermania piniformis Bacteria; 
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Corynebacterium 
1 Corynebacterium 
rineae; 


Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Corynebacterium 
2 Corynebacterium 
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Corynebacterium 
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orynebacteriaceae; 


Microtetraspora glauca 
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osporaceae; 
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e: 


Arthrobacter. 
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’ 


Arthrobacter aurescens 
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, 


Arthrobacter. 


ref |NR_026225.1 
341641 
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6 3417841 Actinomyces 


hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


104406 Bacteria_16S 3431644 3431742 1 98 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104406 Bacteria_16S 3433093 34331911 98 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

104406 Bacteria_16S 3460224 3460326 1 102 gi|219846602|ref|NR_026194.1| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

104406 Bacteria_16S 3493749 3493827 1 78 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 

104406 Bacteria_16S 3495129 3495207 1 78 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

104406 Bacteria_16S 3724480 3724558 1 78 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

104406 Bacteria_16S 3728848 3728926 1 78 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

104406 Bacteria_16S 3731761 3731839 1 78 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

104406 Bacteria_16S 3737598 3737676 1 78 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 3738577 Nonomuraea recticatena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
104406 Bacteria_16S 3740526 3740604 1 73 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

104406 Bacteria_16S 4053925 4054023 1 98 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
104406 Bacteria_16S 4058460 4058538 1 78 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

104406 Bacteria_16S 4218271 4218349 1 78 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

104406 Bacteria_16S 397072 397160 1 88 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

104406 Bacteria_16S 777217 #777302 1 85 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

104406 Bacteria_16S 919091 919180 1 89 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

104406 Bacteria_16S 1344336 1344429 1 93 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
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ref|NR_029323.1 
72731 74244 


odermatophilaceae; 
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e; 
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104406 Bacteria_16S 
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strain K24 16S ri 
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strain IFM 0575 1 
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449648 449736 1 88 gi 
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gi 
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4 16S ribosomal RNA, partial sequence 
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104406 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 
104406 Bacteria_16S 
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al sequenc 
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ococcaceae 


265678689 
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860647 86213 
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104406 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104406 Bacteria_16S 


nebacterin 
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6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104406 Bacteria_16S 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
104406 Bacteria_16S 1130918 1131006 1 88 gi| 253680769 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 11319 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
104406 Bacteria_16S 1457799 1457871 1 72 gi|224581414 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequenc 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Arcanobacterium. 

104406 Bacteria_16S 1537911 1537999 1 88 gi| 219857377 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Saccharothrix. 

104406 Bacteria_16S 1639456 1639544 1 88 gi| 219878450 


strain SNG49 16S 
Actinobacteria; A 


104406 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 
Kibdelosporangium 


104406 Bacteria_16S 


strain DSM 44494 
Actinobacteria; A 


104406 Bacteria_16S 


metallicus strain 
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Nocardiopsis. 
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1876994 1877082 1 88 gi 


1638983 16404 


ctinobacteridae; Actinomycetales; Streptosporang 
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6S ribosomal RNA, partial sequence 1821775 18232 
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ref|NR_029060.1 
e 449186 450615 
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Saccharothrix 
Saccharothrix 
nocardineae; 


Rothia amarae strain 
a; Actinobacteria; 


ref|NR_029045.1 
a amarae Bacteri 
; Rothia. 
ref|NR_028994.1| Nocardia puris strain 
4 Nocardia puris Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028978.1| Actinobaculum urinale 
1 Actinobaculum urinale Bacteria; 

; Actinomycetaceae; Actinobaculum. 
ref|NR_028935.1| Kytococcus schroeteri 
9 631823 Kytococcus schroeteri 
ococcineae; Dermacoccaceae; Kytococcus. 
ref|NR_028774.1| Amycolatopsis sacchari 
0 Amycolatopsis sacchari Bacteria; 

eae; Pseudonocardiaceae; Amycolatopsis. 
ref|NR_028755.1| Agreia bicolorata 

7 887732 Agreia bicolorata Bacteria; 

; Microbacteriaceae; Agreia. 
ref|NR_028654.1| Nocardia arthritidis 
31 Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 

34 Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 

83 Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028017.1| Nocardiopsis exhalans 
04 Nocardiopsis exhalans Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_027195.1| Arcanobacterium 

e 1457334 1458715 Arcanobacterium 

tales; Actinomycineae; Actinomycetaceae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 
ref|NR_025589.1| Nocardiopsis aegyptia 
69 Nocardiopsis aegyptia Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025570.1| Kibdelosporangium 
31 1666519 Kibdelosporangium albatum 
donocardineae; Pseudonocardiaceae; 


Nocardiopsis halophila 
36 Nocardiopsis halophila Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025517.1| Nocardiopsis 

31 1744318 Nocardiopsis metallicus 
ptosporangineae; Nocardiopsaceae; 
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ref|NR_025460.1| Agreia pratensis 

50 Agreia pratensis Bacteria; 

; Microbacteriaceae; Agreia. 
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Nocardiopsaceae; 
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ref|NR_025422.1| Nocardiopsis 
1876505 1878009 Nocardiopsis 
Streptosporangineae; 


104406 Bacteria_16S 1924099 1924187 1 88 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

104406 Bacteria_16S 2139085 2139173 1 88 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

104406 Bacteria_16S 2166254 2166334 1 80 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

104406 Bacteria_16S 2195073 2195161 1 88 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

104406 Bacteria_16S 2252710 2252798 1 88 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
104406 Bacteria_16S 2343750 2343830 1 80 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

104406 Bacteria_16S 2360473 2360561 1 88 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
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3258870 3258958 1 88 


gi 
ctinobacteridae; Actinomycetales; 
3260380 3260468 1 88 gi 
p. 
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74 Subtercola frigoramans Bacteria; 
; Microbacteriaceae; Subtercola. 
ref|NR_025017.1| Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024958.1| Nocardiopsis trehalosi 
68 2511541 Nocardiopsis trehalosi 
ptosporangineae; Nocardiopsaceae; 
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2668117 266958 
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ref |NR_026483.1 
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Ornithinicoccus 
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ref|NR_026342.1 
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2 Nocardiopsis 
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ref |NR_026341.1 
45 Nocardiopsis listeri Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_026340.1| Nocardiopsis alba 

56 Nocardiopsis alba Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_026339.1| Nocardiopsis 
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Nocardiopsis listeri 
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etales; Streptos 
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porangineae; 


ref|NR_026261.1| Streptosporangium 
99 3372445 Streptosporangium album 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 


104406 Bacteria_16S 3377549 3377637 1 88 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 
strain M17C 16S ribosomal RNA, partial sequence 3377063 3378542 Kytococcus sedentarius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

104406 Bacteria_16S 3472389 3472477 1 88 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 


strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
104406 Bacteria_16S 3730302 3730390 1 88 gi|219846414|ref|NR_026005.1] Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 
104406 Bacteria_16S 4061439 4061527 1 88 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
104406 Bacteria_16S 4210625 4210713 1 88 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
104406 Bacteria_16S 71657 71736 1 79 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
104406 Bacteria_16S 120280 120383 1 103 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
104406 Bacteria_16S 494078 494181 1 103 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
104406 Bacteria_16S 523090 523169 1 79 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 
104406 Bacteria_16S 815565 815644 1 79 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 
104406 Bacteria_16S 838390 838497 1 107 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
104406 Bacteria_16S 1138513 1138616 1 103 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 


104406 Bacteria_16S 1217160 1217263 1 103 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

104406 Bacteria_16S 1421140 1421243 1 103 gi| 224581444 |ref|NR_027226.1| Arthrobacter 


psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
104406 Bacteria_16S 1604794 1604897 1 103 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
104406 Bacteria_16S 1606335 1606438 1 103 gi|219878472|ref|NR_025611.1| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
104406 Bacteria_16S 1662443 1662522 1 79 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
104406 Bacteria_16S 1663983 1664062 1 79 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 


104406 Bacteria_16S 1781153 1781228 1 75 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 

104406 Bacteria_16S 1816122 1816201 1 79 gi|219878325|ref|NR_025464.1| Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
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104406 Bacteria_16S 4034447 40345141 67 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

104406 Bacteria_16S 4050969 4051048 1 79 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

104406 Bacteria_16S 138544 138622 1 78 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
104406 Bacteria_16S 268164 268242 1 78 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

104406 Bacteria_16S 335244 335322 1 78 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
104406 Bacteria_16S 469376 469454 1 78 gi|265678738|ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

104406 Bacteria_16S 495583 495661 1 78 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

104406 Bacteria_16S 573378 573476 1 98 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104406 Bacteria_16S 674792 674870 1 78 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
104406 Bacteria_16S 1108229 1108307 1 78 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

104406 Bacteria_16S 1112781 1112859 1 78 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

104406 Bacteria_16S 1534840 1534918 1 78 gi|219857414|ref|NR_025002.1 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

104406 Bacteria_16S 1709786 1709884 1 98 gi|219878401|ref|NR_025540.1 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

104406 Bacteria_16S 1770548 1770646 1 98 gi| 219878357 |ref|NR_025496.1 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 177148 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
Corynebacteriaceae; Corynebacterium. 

104406 Bacteria_16S 2065985 2066063 1 78 gi| 219878146 |ref|NR_025285.1 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Microc 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
104406 Bacteria_16S 2346778 2346856 1 78 gi|219857496|ref|NR_025084.1 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 234777 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Arthrobacter. 

104406 Bacteria_16S 2409080 2409158 1 78 gi|219857454|ref|NR_025042.1 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptomonospora. 

104406 Bacteria_16S 2454802 2454904 1 102 gi| 219857415 |ref|NR_025003.1 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 245573 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; M 
Micrococcaceae; Arthrobacter. 
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16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
104406 Bacteria_16S 


do 
219857221 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104406 Bacteria_16S 219846783 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_1 219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_1 219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_1 219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104406 Bacteria_16S 219846600 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 219846595 
Actinomyc 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 


219846589 
Actinomyc 


219846420 


219846417 


219846416 
6S ribosomal RNA, partial sequence 3726957 372 


219846410 
16S ribosomal RNA, partial sequence 3735706 37371 


219846408 
16S ribosomal RNA, partial sequence 3738628 37400 


219846406 
3741557 37429 


219846405 
16S ribosomal RNA, partial sequence 3743020 37444 


nocardin 


equence 
tinomyce 


1 sequen 


occineae 


occineae 


occineae 


occineae 


al seque 
e; Actin 


equence 


mycineae 


sequence 


37209 


es; Cory 


ne 
om 


seque 
Actin 


83 


osporang 


osporang 


osporang 


osporang 


osporang 


3744920 3744998 1 78 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


219846404 
3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Streptosporangineae; 


occineae; 


occineae; 


ref 


eae; 
ref 


ref 


v 
ref 


ref 


a 
ref 


, 
ref 


La 
ref 


7 Mi 
ref 
nce 
omyc 
ref 


v 
ref 


etal 
ref 


; Ac 
ref 


etal 
ref 
neba 
ref 
ycet 


ref 


ref 


inea 
ref 


inea 
ref 


inea 
ref 


inea 


ref 


2654667 26561 
tale 


ce 3207052 32085 
Actinomycet 


49 Arthrobacter 
Mi 


79 Arthrobacter 
Mi 


3470399 3 


3479494 34809 


52 3722442 Mycob 


e 3725501 37269 


59 Actinomadura 
inea 


NR_024889.1 


Pseudonocar 
NR_024849.1 
3 
ca 


s; Coryneba 


NR_024673.1 


crobacteriac 

NR_026375.1 
1 
e 


ales; Coryn 


NR_026236.1 


crococcaceae 
NR_026200.1 


crococcaceae 
NR_026198.1 


crococcaceae 
NR_026193.1 


crococcaceae 
NR_026192.1 
346278 
etales; Micr 


NR_026191.1 


crococcacea 

NR_026187.1 
47186 
rococ 


es; Mic 


NR_026182.1 


tinomycetace 
NR_026181.1 
1 
es; Actinomy 


NR_026011.1 
a 
cterineae; M 
NR_026008.1 
0 
it 


ales; Strep 


NR_026007.1 
e; Thermomon 


NR_026001.1 


e; Streptosp 
NR_025999.1 


e; Streptosp 
NR_025997.1 


e; Streptosp 
NR_025996.1 


e; Streptosp 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Corynebacterium 

8 Corynebacterium 

terineae; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 
Mi 


eae; Pseudoclavibacter. 
Corynebacterium 

9 Corynebacterium 

bacterineae; 


Arthrobacter oxydans 


oxydans Bacteria; 


v 


Arthrobacter. 
Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
Mi 


; Micrococcus. 


Arthrobacter agilis 


68 Arthrobacter agilis Bacteria; 
Mi 


; Arthrobacter. 


Arthrobacter ramosus 


33 Arthrobacter ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 
Gs 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


’ 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Actinomadura 
6 Actinomadura 


osporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 


NR_025995.1 


Streptosp 


Nonomuraea fastidiosa 


orangiaceae; Nonomuraea. 


104406 Bacteria_16S 3901257 3901335 1 78 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

104406 Bacteria_16S 713846 713923 1 Tt gi|265678573|ref|NR_028878.1| Mycobacterium 


botniense strain 


Bacteria; Actinob 


Mycobacterium. 


104406 Bacteria_16S 
hongkongensis str 


hongkongensis Bac 
Actinomycetaceae; 


104406 Bacteria_16S 
faecitabidus stra 


faecitabidus Bact 
Rarobacteraceae; 


104406 Bacteria_16S 
16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 


strain YIM 70085 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


104406 Bacteria_16S 


paurometabolica s 


E347 16S ribosomal RNA, partial sequen 


ce 


71335 


9 714869 Mycobacterium botniense 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
2182962 2183051 1 89 gi|219857611|ref|NR_025200.1]| Actinomyces 

ain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 
3044304 3044408 1 104 gi|219846892|ref|NR_026484.1| Rarobacter 

in YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Rarobacter. 
421822 421910 1 88 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


ococcineae; Yaniellaceae; Yaniella. 
506389 506477 1 88 gi|265678714|ref|NR_029019.1| Pseudonocardia 
DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 
740015 740119 1 104 gi|265678554|ref|NR_028858.1| Saccharomonospora 
train YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 
104406 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


104406 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


104406 Bacteria_16S 


strain IFM 10084 


strain YZ-96 16S 
Actinobacteria; A 


104406 Bacteria_16S 


strain IFM 0245 1 
Actinobacteria; A 


104406 Bacteria_16S 


strain I-132 16S 
Actinobacteria; A 


104406 Bacteria_16S 


strain I-273 16S 
Actinobacteria; A 


104406 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


104406 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


104406 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


104406 Bacteria_16S 


halophila strain 
halophila Bacteri 
Pseudonocardiacea 


Pseudonocardiaceae; Saccharomonospor 
851895 851983 1 88 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 

874653 874741 1 88 gi 
CY-7113 16S ribosomal RNA, partial seq 


: a. 


eae; Streptosporangium. 


1043412 1043500 1 88 gi 


1044968 1045056 1 88 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1052544 1052632 1 88 gi 


gi 


ne 


ctinobacteridae; Actinomycetales; Cory 
1114323 11144111 88 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1115849 11159371 88 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1136962 1137050 1 88 


ne 


Kine 
gi 


OSs 


Kine 
gi 


os 


104406 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


104406 Bacteria_16S 


265678478 
1 sequence 
e; Actinomycet 


265678462 
uence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


265678349 
16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104406 Bacteria_16S 


nebacterin 
265678348 
1044481 10459 


bacterin 


265678342 
6S ribosomal RNA, partial sequence 1052113 10535 


bacterin 


265678299 
1113840 11153 


poriinea 


265678298 
1115364 11168 


poriinea 


253680765 


mal RNA, complete sequence 1136447 1137959 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 

1262313 1262401 1 88 gi|219846681 

16S ribosomal RNA, partial sequence 12618 

acteria; Actinobacteridae; Actinomycetales; Cory 

1625846 1625938 1 92 gi| 219878459 

CCUG 47306 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
e; Arsenicicoccus. 

1886406 1886510 1 104 gi| 219878274 
DSM 44411 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
e; Saccharomonospora. 

1950088 1950176 1 88 gi| 219878228 
in LM 141 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
e; Pseudonocardia. 

2079842 2079922 1 80 gi| 219878136 


ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 
ales; Kineosporiineae; 
ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 
ales; Streptosporangineae; 
ref|NR_028651.1| Nocardia higoensis 


30 Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 

88 Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028644.1| Nocardia asiatica 

15 Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028600.1| Kineosporia rhamnosa 

13 Kineosporia rhamnosa Bacteria; 

e; Kineosporiaceae; Kineosporia. 

ref|NR_028599.1| Kineosporia succinea 

39 Kineosporia succinea Bacteria; 

e; Kineosporiaceae; Kineosporia. 

ref|NR_028013.1| Leifsonia aurea strain 

onia aurea Bacteria; Actinobacteria; 

eae; Leifsonia. 

ref |NR_026273.1 

51 1263306 Dietzi 

nebacterineae; D 

ref|NR_025598.1 
1625384 162685 

tales; Micrococc 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Arsenicicoccus 

0 Arsenicicoccus 

ineae; 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


, 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriac 


eae; Propionimicrobium. 


ref|NR_025275.1| Propionimicrobium 
2079371 2080872 Propionimicrobium 


104406 Bacteria_16S 


strain LMG S-1926 


Bacteria; Actinob 


Corynebacterium. 


104406 Bacteria_16S 


strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104406 Bacteria_16S 
kunsanensis strai 
kunsanensis Bacte 


Nocardiopsaceae; 


104406 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 


strain MS1-3 16S 


strain DSM 44267 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
104406 Bacteria_16S 


umidischolae stra 
umidischolae Bact 
Nocardiopsaceae; 


104406 Bacteria_16S 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


104406 Bacteria_16S 


strain LV3 16S ri 


2324265 2324363 1 98 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
2383208 2383296 1 88 gi 
92 16S ribosomal RNA, partial sequence 
ne 
2401398 2401486 1 88 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
2512066 2512154 1 88 gi 
7 16S ribosomal RNA, partial sequence 
Stre 
gi 


ue 


pt 
2677664 2677752 1 88 
ribosomal RNA, partial sequence 
ne 
3152707 3152795 1 88 gi 
oc 
3498180 3498256 1 76 gi 
16S ribosomal RNA, partial sequence 
no 
4216786 4216874 1 88 gi 
in 66/93 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

135517 135608 1 91 gi 
in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

564364 564467 1 103 
bosomal RNA, partial sequence 


1 


, 


gi 


219857513 


219857471 


219857459 
Actinomyc 


219857369 


219857204 
2677198 26786 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104406 Bacteria_16S 219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104406 Bacteria_16S 219846577 


219846063 


265678972 


265678676 
563902 56532 


23238 


es; Cory 


23827 
bacterin 


nce 


25115 
osporang 


bacterin 


occineae; 


34976 


mycineae; 


ence 
Actinomy 


sequence 
Actinomy 


vi 


ref 
67 2325209 Coryn 
neba 


ref 
52 2384208 Nocar 
eae; 
ref 


etal 
ref 
92 2513043 Nocar 
inea 
ref 
45 Nocardia takedensis Bacteria; 
eae; 
ref 
13 Terracoccus luteus Bacteria; 


ref 
92 3499120 Actin 


ref 
ceta 
ref 
ceta 


ref 


NR_025101.1 
e. 
c 


Corynebacterium casei 
bacterium casei 
cterineae; Corynebacteriaceae; 

Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 

Nocardiopsis 
2 Nocardiopsis 
porangineae; 


NR_025059.1 
d 
Nocardiacea 
NR_025047.1 
2400924 240237 
es; Streptos 


NR_024957.1 
d 
e; Nocardiop 
NR_024832.1 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Nocardia takedensis 


Nocardiacea 
NR_026412.1 


e; Nocardia. 
Terracoccus luteus 
Intrasporangia 
NR_026169.1 
fo} 
tinomycetace 
NR_025653.1 
4216320 421777 
les; Strepto 


ceae; Terracoccus. 

Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Nocardiopsis 

2 Nocardiopsis 

sporangineae; 


Ac 


NR_029280.1| Actinomyces 
135066 136444 Actinomyces 
les; Actinomycineae; 


NR_028981.1| Rhodoglobus vestalii 
Rhodoglobus vestalii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
104406 Bacteria_16S 579273 579352 1 79 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104406 Bacteria_16S 607942 608021 1 79 gi| 265678646 |ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

104406 Bacteria_16S 1106679 1106786 1 107 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

104406 Bacteria_16S 1280291 1280370 1 79 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

104406 Bacteria_16S 1360942 1361009 5 71 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

104406 Bacteria_16S 1500255 1500334 1 79 gi|219846622|ref|NR_026214.1| Corynebacterium 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 


Corynebacterium afermentans subsp. 


afermentans Bacteria; Actinobacteria; 


Actinobacteridae; 


Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 

104406 Bacteria_16S 1528797 1528864 1 67 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

104406 Bacteria_16S 1682234 1682325 1 91 gi|219878420|ref|NR_025559.1| Actinomyces oricola 


strain R5292 16S 


ribosomal RNA, partial sequence 


1681727 16832 


34 Actinomyces oricola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
104406 Bacteria_16S 1738661 1738752 1 91 gi|219878382|ref|NR_025521.1]| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

104406 Bacteria_16S 1855732 1855811 1 79 gi| 219878297 |ref|NR_025436.1| Corynebacterium 


capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 


capitovis Bacteri 
Corynebacteriacea 


a; 


e; Corynebacterium. 


1855266 1856599 Corynebacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


104406 Bacteria_16S 2656658 2656737 1 79 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
104406 Bacteria_16S 2658183 2658262 1 79 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 
104406 Bacteria_16S 2898502 2898581 1 79 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 
104406 Bacteria_16S 3012426 3012505 1 79 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 
104406 Bacteria_16S 3119679 3119758 1 79 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104406 Bacteria_16S 3175583 3175662 1 79 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104406 Bacteria_16S 3213496 3213575 1 79 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104406 Bacteria_16S 3215019 3215098 1 79 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
104406 Bacteria_16S 3354625 3354728 1 103 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
104406 Bacteria_16S 3398684 3398787 1 103 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
104406 Bacteria_16S 4049537 4049616 1 79 gi| 219846187 |ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
104406 Bacteria_16S 126418 126496 1 78 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

104406 Bacteria_16S 144590 144668 1 78 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

104406 Bacteria_16S 509418 509516 1 98 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
104406 Bacteria_16S 774091 774169 1 78 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
104406 Bacteria_16S 1448928 1449030 1 102 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
104406 Bacteria_16S 1489764 1489862 1 98 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
104406 Bacteria_16S 1910351 1910429 1 78 gi| 219878256 |ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
104406 Bacteria_16S 2149655 2149733 1 78 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
104406 Bacteria_16S 2358949 2359047 1 98 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 


australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriaceae; Propionibacterium. 


104406 Bacteria_16S 


strain Al-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
gi| 219846624 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; 


104406 Bacteria_16S 


2748024 2748102 1 


3430273 3430362 1 


Corynebacteriaceae; Corynebacterium. 


104406 Bacteria_16S 
strain IFO 14745 


104406 Bacteria_16S 
strain B 5329 16S 


104406 Bacteria_16S 
conspicuum strain 


3747842 3747920 1 
48849 48921 1 


107955 108032 1 


78 


89 


78 


72 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


77 


gi] 219857155 


27 


gi 


16S ribosomal RNA, partial sequence 3747408 37488 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


gi 
48 


gi 


3895/92 16S ribosomal RNA, partial sequence 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
104406 Bacteria_16S 


Mycobacterium. 


225617 225694 1 


77 


strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


104406 Bacteria_16S 
strain F 628 16S 


297090 297167 1 


77 


ribosomal RNA, partial sequence 


gi 
22 


gi 
29 


sequence 


219846402 


265679031 


372 49856 


265678990 


265678912 


265678862 


’ 


, 


ref 


47544 2748884 Arthrobacter 


ref 


3429781 34311 
Actinomycetales; 


ref 


ref 


Actinobaculum 
Actinomycetaceae; 


ref 


ref 


5125 226581 Mycobacterium 


ref 


6587 297949 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


104406 Bacteria_16S 
strain ATCC 51131 


Mycobacterium. 
104406 Bacteria_16S 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
104406 Bacteria_16S 


strain FI-0169 16S ribosomal RNA, partial sequence 


333702 333779 1 


478561 478638 1 


530703 530780 1 


77 


77 


77 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 
53 


265678838 


265678732 


265678698 


ref 


333245 334704 Mycob 
Corynebacterineae; Mycobacteriaceae; 


ref 


478074 479572 
Actinomycetales; 


ref 


0243 531694 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium avium complex (MAC). 


104406 Bacteria_16S 


psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
104406 Bacteria_16S 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
104406 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
104406 Bacteria_16S 


538342 538419 1 


580816 580893 1 


617292 617369 1 


624700 624777 1 


77 


77 


77 


77 


strain E846 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104406 Bacteria_16S 


712287 712364 1 


77 


strain gM-1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


104406 Bacteria_16S 


810959 811036 1 


77 


gi 


gi 


gi 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


624219 62572 


265678693 
sequence 


265678665 
sequence 


265678640 


265678635 


ref 


537853 539333 


Actinomyc Corynebacterineae; 


ref 


580337 581817 
Actinomyceta 


ref 


616795 618320 Mycoba 
Corynebacterineae; Mycobacteriaceae; 


ref 


5 Mycobacterium 


Corynebacterineae; 


gi 
71 


265678574 
1792 71330 


ref 
8 Mycobacterium 


Corynebacterineae; 


gi 


265678505 


ref 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 


montefiorense Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 


Mycobacteriaceae; 
104406 Bacteria_16S 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 
roseoviolacea Bacteria; Actinobacteria; Actinobacterida 


1090142 10902111 


Streptosporangiaceae; Nonomuraea. 


104406 Bacteria_16S 


1250370 1250447 1 


69 


77 


gi 


gi 


strain CDC 941078 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 
104406 Bacteria_16S 
subsp. 


subsp. 


1475945 1476022 1 


77 


gi 


265678316 


219857412 


219878445 


avium strain DSM 44156 16S ribosomal RNA, partial sequence 
avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


e; Actinomycet 


ref 
1089685 109113 
e; Actinomycet 


ref 
1249918 1251238 Mycoba 
Coryneba 


107522 108917 
Actinomycetales; 


NR_024783.1 


NR_026216.1 


NR_025993.1 


NR_029339.1 


NR_029298.1 


NR_029220.1 


NR_029168.1 


NR_029143.1 


NR_029037.1 


NR_029003.1 


NR_028998.1 


etales; 


NR_028970.1 
les; 


NR_028945.1 


NR_028940.1 


Mycobacteri 
NR_028879.1 


Mycobacteri 
NR_028808.1 
810468 
Coryne 


ales; 
NR_028618.1 
ales; Strept 
NR_025000.1 


cterineae; M 


ref 


Arthrobacter russicus 


russicus Bacteria; 
Micrococcaceae; Arthrobacter. 


Corynebacterium 


24 Corynebacterium 
Corynebacterineae; 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Actinobaculum schaalii 
schaalii Bacteria; 
Actinobaculum. 
Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium chitae 
chitae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium terrae 
terrae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium celatum 


acterium celatum 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium chimaera 
chimaera Bacteria; 


Mycobacteriaceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 
cterium holsaticum 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


NR_025584.1 


Mycobacterium avium 


1475465 1476936 Mycobacterium avium 


Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 


104406 Bacteria_ 


strain DSM 44222 


104406 Bacteria_ 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


104406 Bacteria_ 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


104406 Bacteria_ 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


104406 Bacteria_ 
africanum strain 


africanum Bacteri 
Mycobacteriaceae; 


104406 Bacteria_ 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


104406 Bacteria_ 
poriferae strain 


poriferae Bacteri 
Mycobacteriaceae; 


104406 Bacteria_ 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


104406 Bacteria_ 


strain ATCC 51384 
Actinobacteria; Actinoba 


104406 Bacteria_ 


strain MUP 1182 1 
Actinobacteria; Actinoba 


104406 Bacteria_ 


strain ATCC 927 1 
Actinobacteria; Actinobacteridae 


104406 Bacteria_ 


strain NRCM 00-25 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104406 Bacteria_ 


strain 1A-C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104406 Bacteria_ 


pilosum strain AT 


pilosum Bacteria; 


Corynebacteriacea 


104406 Bacteria_ 
chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


104406 Bacteria_16S 
ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 


104406 Bacteria_16S 
strain ATCC 35799 
Bacteria; Actinob 


Mycobacterium. 


104406 Bacteria_16S 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


bohemicum strain 


bohemicum Bacteri 


Mycobacteriaceae; 


104406 Bacteria_16S 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


16S 1728000 1728077 1 77 


gi 


16S 1731049 1731126 1 oh 


gi 


Mycobacterium. 
16S 2052367 2052444 1 77 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


16S 2090458 2090535 1 77 


gi 


Mycobacterium. 

16S 2111850 2111927 1 
6482 1 
acteria 
cobacte 
16S 
ATCC 25 
a; Acti 
Mycoba 
16S 2130000 2130077 1 
in ATCC 


77 gi 


La 
rium tuberculosis complex. 

2128522 2128599 1 77 gi 
420 16S ribosomal RNA, partial 


VT gi 


Mycobacterium. 
16S 2133008 2133085 1 
ATCC 35087 16S 
a; Acti 
Mycobacterium. 
16S 2134522 2134599 1 
16S ribosomal 
acteria 
cobacterium tuberculosis complex. 

16S 2136039 2136116 1 77 gi 
16S ribosomal RNA, partial sequence 


V7 gi 
ribosomal RNA, partial 


Tt gi 
RNA, partial sequence 


, 


16S 2148074 2148151 1 
6S ribosomal RNA, 


i gi 


16S 2164714 2164791 1 77 


gi 


a 
2217752 2217829 1 77 gi 
5 16S ribosomal RNA, partial sequence 


16S 


16S 3310559 3310646 1 88 


ibosomal RNA, partial sequence 


gi 
33 
16S 3434451 3434536 1 


85 gi 


e; Corynebacterium. 
16S 3492202 3492279 1 77 gi 
ATCC 43826 16S ribosomal RNA, partial 


Mycobacterium. 


3607977 3608054 1 77 


gi 


Mycobacterium. 
3625737 3625814 1 
16S ribosomal RNA, 


V7 gi 
complete sequence 


3664075 3664152 1 77 


gi 


Mycobacterium. 
4062967 4063044 1 


TT gi 


n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 


6S ribosomal RNA, partial seque 


Actinobacteridae; Actinomycet 


nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium tubercul 


19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


nobacteria; Actinobacteridae; Act 


Actinobacteridae; Actinomycet 


cteridae; Actinomycetales; Cory 


CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


Bacteria; Actinobacteria; Actinobacter 


acteria; Actinobacteridae; Actinomycet 


219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104406 Bacteria_ 
moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


ne 
219878387 
sequence 


219878157 
sequence 
Ac 


219878129 
1 
ae 


’ 


219857660 
nce 
ales; 


219857649 
sequence 


os 
219857648 
al 


’ 


219857646 
sequence 


219857645 


ales; 


219857644 
ne 


219857636 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Cory 


ne 


219857625 


6S ribosomal RNA, partial sequence 2164214 21657 
Actinomycetales; Cory 


ne 
219857587 


ne 
219846713 
10081 33114 
oc 
219846620 
quence 

in 


219846581 
sequence 
idae; 


219846500 
equence 


219846488 
36252 
ales; 
219846462 
equence 
inomycet 


219846177 


bacterin 


Actinomyc 


tinomyce 


sequence 
Actino: 


21113 
Cory 


inomycet 
is compl 


sequenc 
Actinomy 


inomycet 


21340 
Cory 


21355 
bacterin 


bacterin 


bacterin 


22172 


bacterin 


occineae 


omycetal 


Acti 


inomycet 


Cory 


ref 


eae; 
ref 


ref 


ref 


ref 
2 
ales 
ex. 
ref 


ref 


2 


ref 


neba 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


7 Bo 
ref 


es; 


ref 


nomy' 


ref 


ales 


ref 


neba 


ref 


ales 


13 Mycobacterium 
i 
1730570 17320 
etal 


2051875 20533 
tale 


2089993 20914 
myce 


81 2112761 Mycob 
neba 


128040 21294 
e 2129523 21309 


ceta 


132540 21339 
ales; 


40 2135523 Mycob 


74 2137022 Mycob 


14 Mycobacterium 


35 Mycobacterium 


72 2218741 Mycob 


3433993 34353 


3491744 34932 


3607525 36089 


68 3626729 Mycob 


3663577 36650 


NR_025528.1 


Mycobacter 
NR_025526.1 
es; Coryneb 
NR_025296.1 
9 


Ss; Coryneba 


NR_025268.1 
3 
tales; Cory 
NR_025249.1 
cterineae; 


NR_025238.1 
7 


; Corynebac 


37.1 
8 


NR_0252 
les; Coryne 


35.1 
8 


NR_0252 


; Corynebac 
NR_025234.1 
a 
cterineae; 


NR_025233.1 
a 

Mycobacteri 
NR_025225.1 


Mycobacteri 
NR_025214.1 


Mycobacteri 
NR_025175.1 
a 

Mycobacteri 
NR_026305.1 


goriellaceae 
NR_026212.1 
7 
Corynebacter 
NR_026173.1 
0 
cetales; Cor 
NR_026092.1 
2 
acl 


; Corynebac 


NR_026080.1 
a 
cterineae; M 
NR_026054.1 
9 
t 


; Corynebac 


ref 


6 
a 


Cc 


n 


a 


M 


% 


b 


M 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 
Corynebacterium 
3 Corynebacterium 


ineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium 
cterium szulgai 
ycobacteriaceae 


szulgai 


Mycobacterium 
2 Mycobacterium 
erineae; 


NR_025767.1 


Mycobacterium 


complete sequence 4062487 4063992 Mycobacterium 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 

104406 Bacteria_16S 4073574 4073651 1 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; Mycobacterium. 

104406 Bacteria_16S 4233429 4233506 1 
strain M175 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104406 Bacteria_16S 
cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 
104406 Bacteria_16S 
azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 
104406 Bacteria_16S 


476 580 1 


2015 2119 1 


1325953 1326041 1 


77 


tf 
sequence 


104 


104 


88 


YIM 30243 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104406 Bacteria_16S 1416569 1416673 1 
glauca strain K62 
Bacteria; Actinob 
Saccharomonospora. 
104406 Bacteria_16S 


pseudovaccinii st 


1521131 15212111 


Nocardiaceae; Nocardia. 
104406 Bacteria_16S 
strain DSM 44515 


1729537 1729625 1 
104406 Bacteria_16S 2161614 2161702 1 
strain F829 16S ribosomal RNA, partial 


104406 Bacteria_16S 2328682 2328770 1 


gubbeenense strain LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 


gubbeenense Bacte 
Microbacteriaceae; Microbacterium. 

104406 Bacteria_16S 2833938 2834018 1 
strain MK703-102F 


104406 Bacteria_16S 
marinonascens str 
marinonascens Bac 
Nocardiaceae; Rhodococcus. 

104406 Bacteria_16S 4237951 4238055 1 
strain R18165 16S ribosomal RNA, 


3476974 3477062 1 


104406 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Nocardia. 

104406 Bacteria_16S 665770 665837 1 
strain WoG13 16S 
Firmicutes; Clostridia; Clostridiales; 
104406 Bacteria_16S 889747 889826 1 
catellatispora st 


398592 398671 1 


Actinomadura. 
963878 963957 2 


Thermomonosporaceae; 
104406 Bacteria_16S 


104 


80 


88 


88 
sequence 


88 


80 


88 


104 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


79 


67 


ribosomal RNA, partial sequence 
Syntrophomonadac 


78 


80 


strain Y9 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


104406 Bacteria_16S 993141 993208 1 
Sapovorans strain OM 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; 
104406 Bacteria_16S 1735616 1735683 1 
vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; Actinomyces. 

104406 Bacteria_16S 1953110 1953189 1 


67 


complete sequence 
Clostridiales; 


67 


79 


gi 


strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


gi 


4232932 42344 
nebacterineae; 


gi 


34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


1325499 13269 
nebacterineae; 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


rain DSM 43406 16S ribosomal RNA, part 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


2161153 21625 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


gi 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


gi 


gi 


strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 


gi 


219846170 


219846046 


265679063 
1 
ales; 
265679062 
1539 
ales; 


219846136 


224581447 
ales; 
219857610 


ia 


219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857627 


219857510 
al 


219856901 


28334 


219846591 
al 


219846043 


4237444 42389 
nomycineae; 


265678789 


265678605 


665236 66673 


gi 


rain 3.24 16S ribosomal RNA, partial s 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; 


gi 


eae; 
265678451 
equence 


265678402 


963457 96488 


gi 


265678382 
99261 


Syntrophomonadac 


gi 


ain R10176 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


gi 


219878384 
sequence 


219878226 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


1 sequence 
idae; Actinomycetales; 


Pseudonocardineae; 


14160 
Pseudono 


1 sequence 1520665 15221 
Actinomycetales; 


sequenc 
Actinomyc 


sequenc 
Actinomycet 


tial sequence 


idae; Actinomycetales; 


Actinomycetales; 


e; Actinomycet 


ref|NR_025760.1 
4073095 407456 


ref|NR_025636.1 
22 Mycobacterium 
Mycobacteri 
ref |NR_029371.1 

1489 


ref |NR_029370.1 
3029 Sacch 


ref|NR_025726.1 
44 Nocardia alba 
Nocardiace 
ref |NR_027229.1 
93 1417582 Saccha 
cardineae; P 
ref|NR_025199.1 
5 


ref|NR_025527.1 
19 Mycobacterium 
Mycobacteri 
ref|NR_025216.1 
Nocardiace 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 
ref |NR_024722.1 
Nocardiacea 
ref |NR_026183.1 
e 3476498 347797 
ales; Coryne 
ref|NR_025633.1 
Ac 
ref 


tinomycetace 
NR_029094.1 

398145 
Cor 


ref|NR_028910.1 


ref|NR_028753.1 

889276 890727 
Strep 
ref |NR_028704.1 
Nocardiacea 
ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_025523.1 

1735130 173662 
ales; Actino 


ref|NR_025365.1 
1952641 195404 


Saccha 


Pseudonocardineae; P 


a 


P 


ae; 


ae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Nocardia alba strain 

Bacteria; 

Nocardia. 
Saccharomonospora 

romonospora glauca 

seudonocardiaceae; 


Nocardia 
6 Nocardia 


Corynebacterineae; 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


Nocardia. 

Microbacterium 
4 Microbacterium 
cineae; 


Nocardia vinacea 


66 2834941 Nocardia vinacea Bacteria; 


e; Nocardia. 

Rhodococcus 
1 Rhodococcus 
bacterineae; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Nocardia 

399618 Nocardia 
ynebacterineae; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 
Pelospora. 


Actinomadura 
Actinomadura 
tosporangineae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 
nebacterineae; 


e; Nocardia. 
Syntrophomonas 
phomonas sapovorans 
nas. 

Actinomyces 

2 Actinomyces 
mycineae; 


Corynebacterium 
7 Corynebacterium 


104406 Bacteria_16S 


strain T1-X7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


104406 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


104406 Bacteria_16S 


strain IFO 16295 


lipolytica strain 
Bacteria; Firmicu 


104406 Bacteria_16S 


genavense strain 
Bacteria; Actinob 
Mycobacterium. 


104406 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


104406 Bacteria_16S 


strain 216 16S ri 
Actinobacteria; A 
Luteococcus. 


104406 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


104406 Bacteria_16S 


thermacidophilum 


2492391 2492493 1 103 
ribosomal RNA, partial sequence 


gi 


2626284 2626363 1 79 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

2659704 2659783 1 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
2770535 2770614 1 


79 gi 


3234737 3234804 1 67 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
221134 221211 1 77 gi 
2289 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


336810 336888 1 78 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


707684 707762 1 78 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Prop 


gi 


1218595 1218673 1 78 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1330509 1330587 1 78 gi 
subsp. porcinum strain P3-14 16S ribos 


219857388 


2491905 24933 
occineae; 


oc 
219857247 
equence 

; Actinomy 
219857217 
26592 
Prop 


ales; 


219857137 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104406 Bacteria_16S 


nebacterin 
219846764 
ence 32342 
phomonadac 
265678915 
ce 22065 
ales; Cory 


265678833 
quence 
Bifidobac 


265678577 


707255 70861 


ionibacter 


219878368 
12181 
ales; Prop 
219846082 
omal RNA, 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024877.1 

2625807 262727 
cetales; Propion 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


ref|NR_024765.1 
eae; Nocardiacea 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_029223.1 
9 222097 Mycoba 
nebacterineae; M 


ref |NR_029138.1 
336318 337835 
teriales; Bifido 


ref|NR_028882.1 


ineae; Propionib 
ref|NR_025507.1 
99 1219566 Luteoc 

7 


ionibacterineae 


ref 
comp 


NR_025672.1 
lete sequenc 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Thermosyntropha 
syntropha lipolytica 
opha. 
Mycobacterium 
cterium genavense 
ycobacteriaceae; 


Parascardovia 
Parascardovia 


bacteriaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


104406 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


104406 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 


Streptomycetaceae; 
104406 Bacteria_16S 


strain YIM 90003 
Actinobacteria; A 
Streptomonospora. 


104406 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


104406 Bacteria_16S 


strain IAM 14848 
Actinobacteria; A 


104406 Bacteria_16S 


kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 


; Bifidobacteriaceae; Bifidobacterium. 


1937829 1937907 1 78 gi 
n CF 62 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

2055393 2055492 5 103 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 
2157140 2157218 1 


v 


v 


78 gi 


ctinobacteridae; Actinomycetales; Stre 
2746609 2746687 1 78 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2900016 2900104 1 89 gi 
ctinobacteridae; Actinomycetales; Micr 
3200096 3200174 1 78 gi 
rain CCUG 35717 16S ribosomal RNA, par 
M 44385 Bacteria; Actinobacteria; Acti 
e; Corynebacterium. 


104406 Bacteria_16S 


strain M408/89/1 
Actinobacteria; A 
Corynebacterium. 


104406 Bacteria_16S 


strain DSM 7083 1 
Actinobacteria; A 


104406 Bacteria_16S 


strain DSM 20541 
Actinobacteria; A 


3201537 3201629 1 92 gi 


ctinobacteridae; Actinomycetales; Cory 
3356185 3356263 1 


78 gi 


ctinobacteridae; Actinomycetales; Micr 
3457209 3457307 1 98 gi 


ctinobacteridae; Actinomycetales; Micr 


219878236 
uence 
Actinomyc 


219878154 
tial seque 
dae; Actin 


219857630 


16S ribosomal RNA, partial sequence 2156657 21581 


ptosporang 


219857156 
equence 
e; 


219856856 


16S ribosomal RNA, partial sequence 2899524 29010 


ococcineae 
219846788 
tial seque 
nobacterid 


219846787 


16S ribosomal RNA, partial sequence 3201064 32024 


nebacterin 


219846679 


6S ribosomal RNA, partial sequence 3355696 33572 
occineae; 


oc 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


ococcineae 


104406 Bacteria_16S 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 


3622691 3622768 1 77 gi 


219846490 


Actinomycet 


ref |NR_025375.1 
1937348 193875 
etales; Micrococ 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Stre 


ref |NR_025219.1 


ineae; Nocardiop 
ref|NR_024784.1 

2746146 274749 
ales; Coryne 


ref|NR_024675.1 


> Mi 
ref 
nce 
ae; 


crobacteriac 
NR_026380.1 

319961 
Actinomyceta 


ref |NR_026379.1 


eae; Corynebacte 


ref|NR_026271.1 
; Dermabacterace 
ref |NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 


Brevibacterium 
9 Brevibacterium 
cineae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 
Rhodococcus 
3 Rhodococcus 


bacterineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Corynebacterium 

4 3201013 Corynebacterium 

les; Corynebacterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 


, 


ref|NR_026082.1 
362222 


Mycobacterium avium 
1 3623683 Mycobacterium 


avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 


104406 Bacteria_16S 3624192 3624269 1 V7 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104406 Bacteria_16S 45782 45859 1 77 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104406 Bacteria_16S 115702 115779 1 71 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104406 Bacteria_16S 147496 147585 1 88 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

104406 Bacteria_16S 227124 227201 1 77 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

104406 Bacteria_16S 228630 228707 1 at gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104406 Bacteria_16S 230138 230215 1 VI gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104406 Bacteria_16S 442003 442076 1 73 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

104406 Bacteria_16S 480110 480187 1 77 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

104406 Bacteria_16S 1235325 1235402 1 Tt gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104406 Bacteria_16S 1560500 1560577 1 7d gi|219846147|ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104406 Bacteria_16S 1726461 1726538 1 VI gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104406 Bacteria_16S 2033676 2033753 1 TT gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104406 Bacteria_16S 2131505 2131582 1 77 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

104406 Bacteria_16S 2327279 2327356 1 qt gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104406 Bacteria_16S 2593980 2594057 1 TT gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104406 Bacteria_16S 2639983 2640060 1 77 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104406 Bacteria_16S 3155858 3155927 1 69 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
104406 Bacteria_16S 3322667 3322736 1 69 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

104406 Bacteria_16S 3336309 3336386 1 at gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 


strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


104406 Bacteria_16S 3337818 3337895 1 77 gi| 219846693 


ref|NR_026285.1| Mycobacterium 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
104406 Bacteria_16S 3339330 3339407 1 77 gi| 219846692 


ref|NR_026284.1| Mycobacterium 


austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 


104406 Bacteria_16S 3615553 3615630 1 77 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
104406 Bacteria_16S 3636482 3636559 1 TT gi|219846481|ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

104406 Bacteria_16S 4038922 4038999 1 77 gi|219846197|ref|NR_025787.1| Mycobacterium 


cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 


4038441 4039947 Mycobacterium 


cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
104406 Bacteria_16S 104970 105038 1 68 gi| 265678993 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 10448 


ref|NR_029301.1| Thermoanaerobacter 
6 105949 Thermoanaerobacter wiegelii 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 


104406 Bacteria_16S 162795 162859 1 64 gi| 265678954 
epidermidis strain P159 16S ribosomal RNA, partial sequence 16233 


ref|NR_029262.1| Brevibacterium 
4 163815 Brevibacterium epidermidis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 
104406 Bacteria_16S 242613 242701 1 88 gi| 265678900 
novocastrense strain 73 16S ribosomal RNA, complete sequence 


ref|NR_029208.1| Mycobacterium 
242123 243639 Mycobacterium 


novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
104406 Bacteria_16S 836903 836991 1 88 gi| 265678488 
strain S1 16S ribosomal RNA, partial sequence 836449 83791 


ref|NR_028791.1| Nocardia fluminea 
0 Nocardia fluminea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


104406 Bacteria_16S 905066 905134 1 68 gi| 265678441 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 90455 


ref|NR_028743.1| Thermoanaerobacter 
8 906118 Thermoanaerobacter 


siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 
104406 Bacteria_16S 1132448 1132512 1 64 gi| 253680768 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 11319 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Brevibacterium. 


104406 Bacteria_16S 1147584 1147672 1 88 gi| 253680758 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 11471 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
104406 Bacteria_16S 1298396 1298460 1 64 gi| 219846893 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 12979 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


104406 Bacteria_16S 1313580 1313648 1 68 gi|228718892 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial se 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobact 
104406 Bacteria_16S 1506077 1506145 1 68 gi| 219846365 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobact 
104406 Bacteria_16S 1603255 1603319 1 64 gi| 219878475 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Brevibacterium. 
104406 Bacteria_16S 2076723 2076787 1 64 gi| 219878138 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Propionibacteriaceae; Propionibacterium. 
104406 Bacteria_16S 2081394 2081458 1 64 gi| 219878135 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 20809 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Propionibacterium. 
104406 Bacteria_16S 2155580 2155648 1 68 gi| 219857631 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacte 
Rubrobacteraceae; Rubrobacter. 


ref|NR_028016.1| Brevibacterium 
55 1133449 Brevibacterium sanguinis 
ococcineae; Brevibacteriaceae; 


ref|NR_028006.1| Nocardia ignorata 

15 1148603 Nocardia ignorata Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_026485.1| Brevibacterium avium 
19 1299312 Brevibacterium avium Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_027577.1| Thermoanaerobacter 
quence 1313094 1314606 


er. 

ref|NR_025956.1| Thermoanerobacter 

partial sequence 1505601 1507107 

Firmicutes; Clostridia; 

er. 

ref|NR_025614.1| Brevibacterium 
1602772 1604264 Brevibacterium 

les; Micrococcineae; Brevibacteriaceae; 


ref|NR_025277.1| Propionibacterium 
2076251 2077756 Propionibacterium 
etales; Propionibacterineae; 


ref|NR_025274.1| Propionibacterium 
23 2082426 Propionibacterium avidum 
ionibacterineae; Propionibacteriaceae; 


ref|NR_025220.1] Rubrobacter 
2155131 2156606 Rubrobacter 
rales; Rubrobacterineae; 


104406 Bacteria_16S 3083666 3083734 1 68 gi| 219846866 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 


ref|NR_026458.1| Thermoanaerobacter 
3083185 3084666 Thermoanaerobacter 


sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 


104406 Bacteria_16S 


strain DSM 2062 1 


strain DSM 20425 


Actinomycetaceae; 


104406 Bacteria_16S 
fi 


brockii subsp. 


Thermoanaerobacte 
104406 Bacteria_16S 


strain AS 4.1860 


Brevibacterium. 


104406 Bacteria_16S 


strain KMM 3637 1 


radiotolerans Bac 
Rubrobacteraceae; 


104406 Bacteria_16S 


strain YIM 31530 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


104406 Bacteria_16S 


strain LM 161 16S 


auripigmenti stra 
auripigmenti Bact 


104406 Bacteria_16S 
in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


104406 Bacteria_16S 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


104406 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


104406 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


104406 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


phaeum strain PB 
Firmicutes; Clost 


104406 Bacteria_16S 
SM 765 16S ribosomal RNA, partial sequ 
Clostridiales; 


orientis strain D 
Bacteria; Firmicu 


104406 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


104406 Bacteria_16S 


3394145 3394209 1 


3502571 3502635 1 


3601939 3602006 1 


Actinomyces. 
3882834 3882902 1 


rales; 
4075063 4075151 1 


4112893 4112957 1 


’ 


4120446 41205101 


262111 262178 1 
teria; Actinobacteria; 


Rubrobacter. 
461864 461931 1 


854909 854976 1 


eae; Propionibacterium. 
1299851 1299918 1 
ribosomal RNA, 


1692906 1692973 1 


Firmicutes; 
1925661 1925751 1 


eria; 


e; Amycolatopsis. 
2078283 2078350 1 


eae; Propionibacterium. 
2357434 2357513 1 


2387790 2387857 1 
tes; Clostridia; 
2883546 2883613 1 


ridia; 
3154270 3154337 1 
tes; Clostridia; 
3174055 3174122 1 
tes; Clostridia; 
4072040 4072107 1 


ain P 1 16S ribosomal RNA, 


64 


64 


67 


68 


88 


64 


64 


67 


67 


67 


67 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
104406 Bacteria_16S 
in OREX-4 16S ribosomal RNA, partial s 
Clostridia; 


67 


90 


67 


79 


67 


67 


67 


67 


67 


gi 


gi 


gi 


in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


gi 


nnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


finnii Bacteria; 


gi 


gi 


KM Ac-2280 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


gi 


gi 


complete se 
Rubrobacteridae 


gi 


gi 


train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 


gi 


gi 


Clostrid 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


n KBl 16S ribosomal RNA, partial seque 
Thermoanaerobacterale 


gi 


Thermoa 


gi 


gi 


A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


gi 


Thermo 


Peptoc 


219846649 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 


oc 
219846574 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 
hyovaginalis stra 
hyovaginalis Bact 


oc 
219846505 
1 


219846307 
ar 


an 
219846169 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
104406 Bacteria_16S 
permense strain V. 
permense Bacteria 


ne 
219846142 

sequence 

ti 


219846137 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
104406 Bacteria_16S 
radiotolerans str 


265678885 
quence 


, 


265678743 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
104406 Bacteria_16S 


265678475 
equence 
dae; 


219846779 


1299363 13008 
nibacter 


io 
219878412 
equence 
iales; 
219878244 
ia 


v 


219878137 
sequence 
Ac 


219857489 
23569 
ales; 
219857468 
nce 23873 
S; 
219856869 


na 
219846819 
ence 31537 
occaceae; 

219846805 
31735 
Ss; 
219846171 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 


occineae 
occineae 
sequence 


Actinomy 


tial seq 
Firmicutes; 
aerobact 


bacterin 


nomyceta 


ococcineae 


Rubrobac 


ionibacter 


Actin 


Pep 


1 sequen 
Actinomy 


tinomyce 


Prop 


Thermoa 


erobacte 


Thermoa 


ref|NR_026241.1 


, Br 
ref 


evibacteriac 
NR_026166.1 
Brevibacteriac 
NR_026097.1 
3601450 360294 
cetales; Actino 


ref 
uenc 


NR_025897.1 
e 388233 


er. 
ref|NR_025759.1 
Nocardiacea 
NR_025732.1 
112427 411388 
Micrococcin 


eae; 
ref 
4 
les; 


ref|NR_025727.1 


; Brevibacteriac 
ref|NR_029191.1 

261591 263140 
terales; Rubroba 
ref|NR_029048.1 
ineae; Nocardioi 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 
ref |NR_026371.1 
ineae; Nocardioi 
ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


ref |NR_025276.1 
2077807 207932 
tales; Propionib 


ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_024688.1 


raceae; Thermace 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 


Clostridia; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Actinomyces 
5 Actinomyces 


mycineae; 


Thermoanaerobacter 
8 3883860 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Brevibacterium 

5 Brevibacterium 

eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Rubrobacter 
Rubrobacter 
cterineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Propionibacterium 
Propionibacterium 

ionibacterineae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Desulfosporosinus 

7 Desulfosporosinus 

ulfosporosinus. 
Amycolatopsis 

6 Amycolatopsis 

ocardineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Thermacetogenium 


v 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Desulfosporosinus 
osporosinus orientis 
s. 

Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 


’ 


ref|NR_025761.1 
4071551 407304 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


104406 Bacteria_16S 4085859 4085922 1 63 
strain GB8-1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; 
104406 Bacteria_16S 4109782 4109849 1 67 gi|219846145 
strain HD9 16S ribosomal RNA, partial sequence 4109294 41108 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 4111348 41114151 67 
strain DSA1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 204176 204246 1 70 gi 
thermophilum strain H-6-12 16S ribosomal RNA, complete 


gi|219846162 


gi|219846144 
4110861 41123 


265678927 
sequence 


thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; 


104406 Bacteria_16S 338375 338453 1 78 gi 
saeculare strain RA161 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; 
104406 Bacteria_16S 1260870 1260948 1 78 gi| 219846707 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 12603 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacteriaceae; Brevibacterium. 

104406 Bacteria_16S 1832928 1833006 1 78 gi 
scardovii strain CCUG 13008 16S ribosomal RNA, partial 
scardovii Bacteria; Actinobacteria; Actinobacteridae; 

Bifidobacterium. 
104406 Bacteria_16S 2957619 2957696 1 78 gi| 219856818 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 
saperdae Bacteria; 
Microbacterium. 
104406 Bacteria_16S 3435882 3435963 1 79 gi| 219846619 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 34367 


265678832 


219878313 
sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacterium. 
104406 Bacteria_16S 3475447 3475525 1 78 gi| 219846592 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 


104406 Bacteria_16S 3584956 3585026 1 70 gi| 219846519 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 35844 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
104406 Bacteria_16S 3617062 3617139 1 77 gi|219846494 
komossense strain Ko2 16S ribosomal RNA, partial sequence 36165 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 
104406 Bacteria_16S 3746381 3746458 1 78 gi| 219846403 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
104406 Bacteria_16S 53621 53690 1 69 gi| 265679028 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales 
104406 Bacteria_16S 4230408 4230477 1 69 gi|219846048 


thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 


4085324 40868 


Propionibacterineae; 


Propionibacterineae; 


337886 339399 Bifido 


Bifidobacteriaceae; 


Actinomycetales; 


Bifidobacteriales; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterineae; 


Streptosporangineae; 


ref|NR_025752.1 


ref|NR_025735.1 
Nocardioi 
ref|NR_025734.1 
Nocardioi 
ref |NR_029235.1 

203662 205201 


ref |NR_029137.1 


ref |NR_026299.1 
97 1261800 Brevib 
Micrococc 


NR_025452.1 
1832458 183383 
Bifidoba 


ref |NR_024637.1 
2957165 295857 
Micrococcin 


ref|NR_026211.1 


Corynebacte 


ref|NR_026184.1 
Nocardiacea 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026086.1 
66 3618027 Mycoba 


ref|NR_025994.1 
Streptosp 
ref |NR_029336.1 

53088 54587 
7 Peptococcaceae 
ref|NR_025638.1 


Dictyoglomus. 


e; 
Phascolarctobacterium 
larctobacterium faecium 
terium. 


Syntrophomonas curvata 
82 Syntrophomonas curvata Bacteria; 
Syntrophomonas. 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 
daceae; 


Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 
daceae; 


Kribbella. 
Dictyoglomus 
Dictyoglomus 


Bifidobacterium 


bacterium saeculare 


Bifidobacterium. 
Brevibacterium 


acterium mcbrellneri 
ineae; 


Bifidobacterium 


7 Bifidobacterium 
cteriaceae; 


Microbacterium 


1 Microbacterium 
eae; Microbacteriaceae; 


Corynebacterium auris 
52 Corynebacterium auris Bacteria; 
riaceae; 


Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Rhodococcus. 


Mycobacterium 


cterium komossense 
Mycobacteriaceae; 


Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 
orangiaceae; Nonomuraea. 


Desulfotomaculum 

Desulfotomaculum 
Desulfotomaculum. 

Desulfotomaculum 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Peptococcaceae; Desulfotomaculum. 

104406 Bacteria_16S 420281 420345 1 64 gi 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 
antiquum Bacteria; 
Brevibacterium. 
104406 Bacteria_16S 595917 595969 1 52 gi| 265678655 
strain CCUG 42773 16S ribosomal RNA, partial sequence 59545 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
104406 Bacteria_16S 801813 801881 1 68 gi| 265678511 
subterraneus strain C21 16S ribosomal RNA, complete sequence 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; 
Thermaerobacter. 
104406 Bacteria_16S 1109741 1109809 1 68 gi 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; 

Coriobacteriaceae; Collinsella. 

104406 Bacteria_16S 2254252 2254320 1 68 gi| 219857563 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 22537 


265678774 
sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


Clo 


265678302 
sequence 
Coriobacte 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Fa 
Sporanaerobacter. 
104406 Bacteria_16S 2757071 2757139 1 68 gi| 219857148 


ref|NR_029079.1 

419777 421277 
les; 
ref|NR_028960.1 
; Actinomycetace 


ref|NR_028814.1 
801287 802838 


ref |NR_028604.1 
1109258 111072 
riales; 


ref|NR_025151.1 


mily XI. 


Micrococcineae; 


stridiales Family XVII. 


ref|NR_024776.1 


Brevibacterium 
Brevibacterium 


Actinomyces funkei 


5 596820 Actinomyces funkei Bacteria; 
ae; Actinomyces. 


Thermaerobacter 
Thermaerobacter 


Collinsella 


0 Collinsella 
Coriobacterineae; 


Sporanaerobacter 


47 2255269 Sporanaerobacter acetigenes 
Incertae Sedis; 


Thermaerobacter 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 


4229850 4231400 


Brevibacteriaceae; 


Incertae Sedis; 


nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


104406 Bacteria_1 
marianensis strai 
marianensis Bacte 


Thermaerobacter. 


104406 Bacteria_16S 
oxalivorans strai 
oxalivorans Bacte 
104406 Bacteria_16S 
oxalaticus strain 
Firmicu 
104406 Bacteria_16S 
strain U 16S ribo 


Bacteria; 


Bacillales; Bacil 


104406 Bacteria_16S 


strain NRRL B-161 


Bacteria; Actinob 


Lentzea. 


104406 Bacteria_16S 
caldoxylosilyticu 
caldoxylosilyticu 
104406 Bacteria_16S 
stercorihominis D 
stercorihominis D 
104406 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


104406 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


104406 Bacteria_16S 


necropolis strain 
necropolis Bacter 


104406 Bacteria_16S 


strain 3S-1 16S ribosomal RNA, partial sequence 1870444 18719 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104406 Bacteria_16S 1880122 1880189 1 67 gi| 219878279 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veill 
104406 Bacteria_16S 2070661 2070728 1 67 gi| 219878143 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
104406 Bacteria_16S 2266650 2266717 1 67 gi|219857555 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 22676 


Firmicutes; Bacil 


104406 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


104406 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


104406 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


104406 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


104406 Bacteria_16S 


thermocisternum s 
thermocisternum B 


104406 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


104406 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


104406 Bacteria_16S 


lales; Bacillaceae; Geobacillus. 
2312103 23121701 67 gi 
in 34 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Geobacil 
2627848 2627915 1 67 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2755492 2755559 1 67 gi 
ToBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2968280 2968359 1 79 gi 
in NM-1 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
eae; Microlunatus. 

3764521 3764588 1 67 gi 
train ST90 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
4132662 4132729 1 67 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4209109 4209216 1 107 


nc 
lu 


ne 
ac 


ne 
er 


ue 


’ 


se 
ri 


gi 


219857521 


219857246 


219857149 


219846945 


219846388 


219846125 
4132144 41336 


219846069 


SF-20 16S ribosomal RNA, partial sequence 42085 
tes; Bacillales; Bacillaceae; Lentibacillus. 
101936 102006 1 70 gi| 265678995 


e 23115 


Ss. 


e 26273 
illus. 


e 27549 
ales; Th 


nce 


Actinomy 


quence 
diales; 


ref|NR_025418.1 
1879598 188113 
onellaceae; Prop 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025143.1 


ref|NR_025109.1 
80 2313074 Geobac 


ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref |NR_026537.1 

2967820 296928 
cetales; Propion 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025715.1 
65 Halobacillus 


ref|NR_025659.1 
91 4210111 Lentib 


ref |NR_029303.1 


Incertae Sedis; 


6S 2904641 2904709 1 68 gi|219856853|ref|NR_024672.1| Thermaerobacter 
n 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

3121136 31212401 104 gi| 219846841 |ref|NR_026433.1]| Ammoniphilus 
n RAOx-FS 16S ribosomal RNA, partial sequence 3120644 3122140 Ammoniphilus 
ria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

3122683 3122787 1 104 gi|219846840|ref|NR_026432.1]| Ammoniphilus 

RAOx1 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
tes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

839967 840034 1 67 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
somal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
laceae; Geobacillus. 

880614 880693 1 79 gi| 265678458 |ref|NR_028760.1| Lentzea californiensis 
37 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 

957775 957842 1 67 gi|265678406|ref|NR_028708.1| Geobacillus 
s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

1182446 1182513 1 67 gi|228717350|ref|NR_027562.1| Anaerofustis 
SM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
SM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 

1289453 1289520 1 67 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
6S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 

1790087 1790154 1 67 gi| 219878342 |ref|NR_025481.1]| Virgibacillus 
n LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

1803858 1803925 1 67 gi|219878333|ref|NR_025472.1| Virgibacillus 

LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
ia; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
1870956 1871023 1 67 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Propionispora 
1 Propionispora 
ionispora. 

Thermobacillus 
8 Thermobacillus 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Gracilibacillus 
ibacillus halotolerans 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Microlunatus 

7 Microlunatus 
ibacterineae; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Halobacillus locisalis 


locisalis Bacteria; 


Lentibacillus 
acillus salicampi 


Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 


104406 Bacteria_16S 673331 673409 1 78 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
104406 Bacteria_16S 1034261 10343311 70 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

104406 Bacteria_16S 1220116 12201701 54 gi|219878362|ref|NR_025501.1| Allofustis seminis 
strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 

104406 Bacteria_16S 2451741 24518111 70 gi|219857418|ref|NR_025006.1| Seinonella 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

104406 Bacteria_16S 2874160 2874230 1 70 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

104406 Bacteria_16S 3224189 3224267 1 78 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

104406 Bacteria_16S 4212166 42122201 54 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104406 Bacteria_16S 483180 483245 1 65 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
104406 Bacteria_16S 567372 567441 1 69 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

104406 Bacteria_16S 700512 700581 1 69 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 726334 726391 1 57 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

104406 Bacteria_16S 1171836 1171901 1 65 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 

104406 Bacteria_16S 1779608 1779677 1 69 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 2225272 22253411 69 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 2226833 2226902 1 69 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 2351275 2351340 1 65 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

104406 Bacteria_16S 3230133 3230202 1 69 gi|219846767|ref|NR_026359.1| Peptoniphilus ivorii 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus ivorii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

104406 Bacteria_16S 143059 143131 1 72 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

104406 Bacteria_16S 219702 219769 1 67 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104406 Bacteria_16S 257727 257795 2 68 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
104406 Bacteria_16S 332173 332241 1 68 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

104406 Bacteria_16S 664191 664247 1 56 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

104406 Bacteria_16S 797134 797202 1 68 gi|265678514|ref|NR_028817.1| Paenibacillus 


naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


104406 Bacteria_16S 898961 899029 1 68 gi| 265678445 |ref|NR_028747.1 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 920631 920699 1 68 gi|265678431|ref|NR_028733.1 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; C 
Coriobacteriaceae; Slackia. 

104406 Bacteria_16S 1168760 1168828 1 68 gi| 228719827 |ref|NR_027585.1 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spiroc 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
104406 Bacteria_16S 1203643 12037111 68 gi| 228715356 |ref|NR_027528.1 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collin 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterine 
Collinsella. 

104406 Bacteria_16S 1205150 1205218 1 68 gi| 228715355 |ref|NR_027527.1 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Co 
Collinsella. 

104406 Bacteria_16S 1705228 1705296 1 68 gi|219878404|ref|NR_025543.1 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 17061 

Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleo 
104406 Bacteria_16S 1800724 1800792 1 68 gi|219878335|ref|NR_025474.1 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 2059999 2060055 1 56 gi|219878150|ref|NR_025289.1 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubact 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

104406 Bacteria_16S 2202685 2202749 1 64 gi| 219857597 |ref|NR_025185.1 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 2202199 220366 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
104406 Bacteria_16S 2453264 2453332 1 68 gi|219857417|ref|NR_025005.1 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 245426 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflav 
104406 Bacteria_16S 2519619 2519687 1 68 gi|219857364|ref|NR_024952.1 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 25206 

Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
104406 Bacteria_16S 2547893 2547962 1 72 gi| 219857345 |ref|NR_024933.1 
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104406 Bacteria_16S 484724 484791 1 67 gi| 265678728 |ref|NR_029033.1 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spiro 
104406 Bacteria_16S 606436 606503 1 67 gi| 265678647 |ref|NR_028952.1 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceano 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

104406 Bacteria_16S 676398 676465 1 67 gi| 265678598 |ref|NR_028903.1 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 
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104406 Bacteria_16S 2190610 2190677 1 67 gi| 219857605 |ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

104406 Bacteria_16S 2345302 2345369 1 67 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 2431896 2431963 1 67 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 2534791 2534858 1 67 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

104406 Bacteria_16S 2550893 2550960 1 67 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104406 Bacteria_16S 2587762 2587829 1 67 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

104406 Bacteria_16S 2643128 2643195 1 67 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 2679217 2679284 1 67 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

104406 Bacteria_16S 2788856 2788923 1 67 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 2870993 2871060 1 67 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
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e; 


2870477 28720 


219856874 
2875223 28767 


219856873 


ence 
Salimic 


219856870 
2881499 28830 


lales; Bacillaceae; Bacillus. 

2969808 2969875 1 67 gi|219846944 
AA-1042 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
Friedmanniella. 

2983603 2983670 1 67 gi| 219846934 


2983106 29845 


3001941 3002008 1 67 gi| 219846922 
n BT2 16S ribosomal RNA, partial sequence 30014 
tes; Bacillales; Paenibacillaceae; Brevibacillus. 

3027537 3027604 1 67 gi|219846905 
strain GKNTAUT 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Clostridia; Clostridiales; 

3316597 3316664 1 67 gi| 219846709 


3316113 33175 


a 


219846676 


quence 
Marinoc 


3362460 3362527 1 67 gi 


219846675 


06 Bacillus vallismortis Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


Salimicrobium 
5 Salimicrobium 


ref|NR_024692.1 

2876799 287831 
robium. 
ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref|NR_026536.1 
2969338 297081 
tales; Propionib 


Friedmanniella 
0 Friedmanniella 
acterineae; 


ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 


ref|NR_026514.1| Brevibacillus 

33 3002946 Brevibacillus thermoruber 
ref|NR_026497.1| Desulfonispora 

ce 3027026 3028532 Desulfonispora 
Peptococcaceae; Desulfonispora. 
ref|NR_026301.1| Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


ref|NR_026268.1| Marinococcus 
3360383 3361902 Marinococcus 

occus. 

ref|NR_026267.1| Salimicrobium album 


strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Salimicrobium. 


104406 Bacteria_16S 3539212 3539279 1 67 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 
104406 Bacteria_16S 3540784 3540851 1 67 gi|219846549|ref|NR_026141.1| Bacillus clarkii 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 
104406 Bacteria_16S 3685319 3685386 1 67 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
104406 Bacteria_16S 3881262 3881329 1 67 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 

Thermoanaerobacter. 


104406 Bacteria_16S 3904358 3904425 1 67 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 4078156 4078223 1 67 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

104406 Bacteria_16S 4105288 4105355 1 67 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 


strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


104406 Bacteria_16S 455906 455960 1 54 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

104406 Bacteria_16S 497113 497167 1 54 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

104406 Bacteria_16S 512457 512511 1 54 gi|265678710|ref|NR_029015.1| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

104406 Bacteria_16S 701997 702051 1 54 gi|265678581|ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

104406 Bacteria_16S 764911 764965 1 54 gi|265678536|ref|NR_028840.1| Mitsuokella 


jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 


104406 Bacteria_16S 775711 775765 1 54 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

104406 Bacteria_16S 817103 817157 1 54 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 


shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

104406 Bacteria_16S 915970 916024 1 54 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 


104406 Bacteria_16S 1020509 1020563 1 54 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

104406 Bacteria_16S 1022062 1022116 1 54 gi|265678363|ref|NR_028665.1| Streptococcus 


pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


104406 Bacteria_16S 1023633 1023687 1 54 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

104406 Bacteria_16S 1117373 1117427 1 54 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

104406 Bacteria_16S 1164249 1164303 1 54 gi|228720667|ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

104406 Bacteria_16S 1322906 1322960 1 54 gi|228715345|ref|NR_027517.1| Streptococcus 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 
Streptococcaceae; Streptococcus. 
104406 Bacteria_16S 1328956 1329026 1 70 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
104406 Bacteria_16S 1410518 1410572 1 54 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


104406 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


104406 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


104406 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


104406 Bacteria_16S 
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Firmicutes; Lacto 


104406 Bacteria_16S 


entericus strain 
entericus Bacteri 


104406 Bacteria_16S 


micronuciformis s 
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104406 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


104406 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


104406 Bacteria_16S 


strain BG29 16S r 
Firmicutes; Clost 


104406 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


104406 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


104406 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


104406 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


104406 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


104406 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


104406 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


104406 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


104406 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


104406 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


104406 Bacteria_16S 


1510782 1510836 1 54 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1524268 1524322 1 54 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1609313 1609367 1 54 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1744880 1744934 1 54 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1764593 1764647 1 54 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
2140558 2140628 1 70 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2258866 2258920 1 54 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2316655 2316721 4 69 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
2337642 2337696 1 54 gi 
ibosomal RNA, partial sequence 


e 
oc 


11 


oc 


oc 


ri 


oc 


ae 


bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2963737 2963791 1 54 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2975961 2976015 1 54 
osomal RNA, partial sequence 
ridia; Clostridiales; 
3000374 3000480 1 


Streptoc 
gi 


oc 


Streptoc 
gi 


oc 


Clostridiaceae; Cl 


106 gi 
lales; Bacillaceae; Geobacillus. 
3064162 3064216 1 54 gi 
bacillales; Streptococcaceae; Streptoc 
3216574 3216628 1 54 gi 
in S69 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Streptococcaceae; 
3542341 35424111 70 gi 


oc 


lales; Bacillaceae; Bacillus. 
3630474 3630544 1 70 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3958261 3958331 1 70 gi 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
4041940 4042010 1 70 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4102289 4102359 1 70 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4117377 41174311 54 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; 


gi 


v 


qu 
ct 


gi 


gi 


Streptococ 


219846273 


219857527 


ne 
219878470 
pa 


219878377 


219878361 
eq 


219857560 


219857518 
qu 


219857503 
2337153 23386 


2961676 29631 


219856814 
2963222 29647 


219846939 
2975480 29769 


219846923 
6S ribosomal RNA, partial sequence 2999867 30013 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


219846776 
219846548 
6S ribosomal RNA, partial sequence 3541838 35433 


219846485 
3629961 36314 


219846253 
219846195 
4041510 40429 


219846151 
4101786 41031 


219846139 
4116858 41183 


sequence 
caceae; 


15237 
llaceae; 


rtial se 
ales; St 


17443 
cus. 


uence 
ial sequ 
diales; 


22583 
cus. 


ence 


aceae; P 


cus. 


cus. 


ostridiu 


cus. 


ce 32160 
Streptoc 


Geobacte 


ence 
obacilla 


cus. 


4242425 4242479 1 54 gi 


219846040 


occaceae; 
219857641 
rt 


ref|NR_025863.1| Abiotrophia defectiva 
1510256 1511666 Abiotrophia defectiva 
Abiotrophia. 
ref|NR_025115.1| Selenomonas sputigena 
42 1525238 Selenomonas sputigena 
Selenomonas. 
ref|NR_025609.1| Streptococcus equi 
quence 1608863 1610272 Streptococcus 
reptococcaceae; Streptococcus. 
ref|NR_025516.1| Streptococcus ratti 
69 1745812 Streptococcus ratti Bacteria; 
ref|NR_025500.1] Streptococcus 
1764167 1765501 Streptococcus 
7 Streptococcus. 
ref|NR_025230.1| Megasphaera 
ence 2140092 2141502 Megasphaera 
Veillonellaceae; Megasphaera. 
ref|NR_025148.1| Streptococcus iniae 


45 2259880 Streptococcus iniae Bacteria; 
ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025091.1| Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Paenibacillus 
1 Paenibacillus 


ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
2416882 2416936 1 54 gi| 219857448 |ref|NR_025036.1| Streptococcus 
W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
2665604 2665658 1 54 gi|219857213|ref|NR_024841.1| Streptococcus 
ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
2962188 2962242 1 54 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 


71 Streptococcus porcinus Bacteria; 


ref|NR_024633.1 
20 Streptococcus 


Streptococcus canis 
canis Bacteria; 


ref|NR_026531.1| Clostridium ultunense 
25 Clostridium ultunense Bacteria; 

m. 

ref|NR_026515.1| Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


ref|NR_026471.1 
27 Streptococcus 


Streptococcus ovis 


ovis Bacteria; 


ref|NR_026368.1] Streptococcus 

71 3217589 Streptococcus thoraltensis 
occus. 

ref|NR_026140.1| Bacillus clausii 


42 Bacillus clausii Bacteria; 


ref|NR_026077.1| Geobacter pelophilus 

35 Geobacter pelophilus Bacteria; 

raceae; Geobacter. 

ref|NR_025843.1| Sporolactobacillus 
3957761 3959244 Sporolactobacillus 

ceae; Sporolactobacillus. 

ref|NR_025785.1| Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


ref|NR_025741.1| Bacillus patagoniensis 
87 Bacillus patagoniensis Bacteria; 


ref|NR_025729.1 
54 Streptococcus 


Streptococcus minor 
minor Bacteria; 


marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 


marimammalium Bac 


teria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


ref|NR_025630.1] Streptococcus 
4241925 4243424 Streptococcus 
Streptococcus. 


104406 Bacteria_16S 
strain 39 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


104406 Bacteria_16S 
borstelensis strain Logan B4029 16S ribosomal RNA, part 
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104406 Bacteria_16S 
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104406 Bacteria_16S 
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elotrichac 


DSM 1552 16S ribo 
Firmicutes; Erysi 


104406 Bacteria_16S 
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Thermotogae; Ther 
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ishimotonii Bacte 
Desulfonema. 
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Brevibacillus 
69 gi 


lales; Paenibacillaceae; 
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Paenibac 
gi 


Firmicutes; Bacillales; 

798697 798754 1 57 
ribosomal RNA, partial sequence 

pelotrichi; Erysipelotrichales; Erysip 


eria; 


1254847 12549161 69 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 

2405999 2406068 1 69 gi 


in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2515082 25151511 69 gi 


Caloramator. 
64 


ridiales; Clostridiaceae; 


2598584 2598648 1 gi 
ridia; Clostridiales; 
3365504 3365573 1 


Peptococcaceae; 
69 gi 


train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3773442 3773513 1 TE gi 


SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
4082852 4082920 1 69 gi 
2301083 16S ribosomal RNA, partial seq 
a; Firmicutes; Bacillales; 
92566 92634 1 
ain PAL-1 16S ribosomal RNA, 
teria; Deferribacteres; Deferribactera 
244228 244296 1 68 
ibosomal RNA, partial sequence 


Paenibacill 
68 gi 
complete 


gi 


ridia; Clostridiales; Veillonellaceae; 
304553 304657 1 104 gi 
ribosomal RNA, complete sequence 


motogales; Thermotogaceae; 
611053 611109 1 

TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
653616 653684 1 68 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
661166 661234 1 68 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
735333 735401 1 68 gi 
strain MR2 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clos 
985276 985348 1 72 gi 
6S ribosomal RNA, 


Thermotoga. 
56 gi 


pelotrichi; Erysipelotrichales; Erysip 
1202128 1202232 1 104 gi 


motogales; Thermotogaceae; Thermotoga. 
1270046 1270114 1 68 gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


16S ribosomal RNA, partial sequence 2598095 25994 


304028 30558 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
104406 Bacteria_16S 


1103649 1103705 1 56 gi| 265678306 
ribosomal RNA, partial sequence 1103152 11046 
ridia; Clostridiales; Clostridiales Family XIII. 

1149149 11492171 68 gi| 253680757 
ribosomal RNA, partial sequence 1148654 11501 
Deferribacterales; Deferribacteraceae; Geovibrio 

1165796 1165852 1 56 gi| 228720470 


265678644 
equence 
acillaceae 
265678614 
ence 65316 
idiaceae; 
265678608 
tial seque 
icoccus. 
265678558 
sequence 
tridiales; 
265678387 


228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 


219846400 
sequence 
ia; Desulf 


104406 Bacteria_16S 


1301427 1301495 1 68 gi 


ref |NR_028949.1 

610536 612079 
; Lactobacillus. 
ref |NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref |NR_028913.1 
nce 660668 


ref |NR_028862.1 
734793 736329 
Veillonellaceae 
ref|NR_028689.1 
5 Acholeplasma 
eplasma. 
ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_028005.1 


ref 
ridi 
eae. 
ref 


NR_027592.1 
um spiroform 


NR_027530.1 
a neapolitan 


ref|NR_025991.1 
1269526 127096 
obacterales; Des 


219846639 


265678827|ref|NR_029132.1| Brevibacillus reuszeri 
345474 346892 Brevibacillus reuszeri Bacteria; 

265678826 |ref|NR_029131.1| Brevibacillus 

ial sequence 346943 348361 Brevibacillus 

illaceae; Brevibacillus. 

265678513|ref|NR_028816.1| Turicibacter sanguinis 
798207 799714 Turicibacter sanguinis Bacteria; 

elotrichaceae; Turicibacter. 

219857194|ref|NR_024822.1| Brevibacillus 

sequence 1254345 1255845 Brevibacillus 

llaceae; Brevibacillus. 

219857456 |ref|NR_025044.1] Caloramator 

1 sequence 2405537 2407016 Caloramator 

iales; Clostridiaceae; Caloramator. 

219857367|ref|NR_024955.1| Caloramator coolhaasii 

amator coolhaasii Bacteria; Firmicutes; 
219857269|ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 

Desulfotomaculum. 

219846673 |ref|NR_026265.1| Caloramator 

tial sequence 3365034 3366453 Caloramator 

ridiales; Clostridiaceae; Caloramator. 

219846382 |ref|NR_025973.1| Desulfuromonas 

ence 3772941 3774411 Desulfuromonas palmitatis 

omonadales; Desulfuromonadaceae; Desulfuromonas. 

219846164|ref|NR_025754.1| Paenibacillus 

uence 4082348 4083822 Paenibacillus 

aceae; Paenibacillus. 

265679001|ref|NR_029309.1| Geovibrio 

sequence 92051 93594 Geovibrio 

les; Deferribacteraceae; Geovibrio. 

265678899 |ref|NR_029207.1| Megasphaera elsdenii 
243690 245115 Megasphaera elsdenii Bacteria; 

Megasphaera. 

265678857|ref|NR_029163.1| Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Lactobacillus 
Lactobacillus 


Caloranaerobacter 
naerobacter azorensis 
ba 

Jeotgalicoccus 

662086 Jeotgalicoccus 


Allisonella 
Allisonella 
Allisonella. 
Acholeplasma vituli 


v 


vituli Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Clostridium spiroforme 
e DSM 1552 Bacteria; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


ref|NR_026231.1 


Caldicellulosiruptor 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellu 


104406 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


104406 Bacteria_16S 


neglectum strain 
Firmicu 


losiruptor. 

1324445 1324513 1 68 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1447435 1447491 1 56 gi 
P9a-h 16S ribosomal RNA, partial seque 


s 


ne 


219878140 


224581422 


equence 


Thermoana 


e 14469 


ref 


ref 


1323941 13254 
erob 


32 1448409 Mogib 


NR_025279.1 
4 
acterales; 


NR_027203.1 


uy 


a 


Incertae 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Mogibacterium 
cterium neglectum 


Bacteria; tes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 
104406 Bacteria_16S 1463901 1463957 1 56 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 


strain HM-7 16S r 
Firmicutes; Clost 


104406 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


104406 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


104406 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


104406 Bacteria_16S 


sapomandens strai 
sapomandens Bacte 


104406 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


104406 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


104406 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


104406 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


104406 Bacteria_16S 


pomorum strain 3A 
Bacteria; Firmicu 


104406 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


104406 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


104406 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


104406 Bacteria_16S 


strain HN3-7 16S 
Deinococcus-Therm 


104406 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


104406 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


104406 Bacteria_16S 
M 9236 16S ribosomal RNA, partial sequ 


ruminis strain DS 
Bacteria; Firmicu 


104406 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain YT-1 16S r 
Deinococcus-Therm 


ibosomal RNA, partial sequence 


1463419 14648 


73 Mogibacterium 


diversum Bacteria; 


ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
1504691 1504747 1 56 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ia; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
2354335 2354403 1 68 gi|219857491|ref|NR_025079.1| Desulfomonile 
DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
acteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
2404482 2404538 1 56 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 


S ribosomal RNA, partial sequence 


2403965 24054 


86 Lactobacillus 


kimchii Bacteria; 


bacillales; Lactobacillaceae; Lactobacillus. 
2428890 2428958 1 68 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
n DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
ria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
2507498 2507566 1 68 gi|219857372|ref|NR_024960.1| Thermohalobacter 
CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
tes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 
2527165 2527232 1 67 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
in S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
tes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
2664042 2664096 1 54 gi|219857214|ref|NR_024842.1| Streptococcus 
ain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
C 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
2706191 2706259 1 68 gi|219857184|ref|NR_024812.1| Exiguobacterium 
ain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
teria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
2722679 2722751 1 72 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
2787304 2787372 1 68 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
2790266 2790370 1 104 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
6S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
ogae; Thermotogales; Thermotogaceae; Thermotoga. 
2846170 2846226 1 56 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
7 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 


ridia; Clostridiales; Clostridiales Fami 
3019957 3020061 1 104 gi 
ribosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3237898 3237966 1 68 gi 
PerGlyS 16S ribosomal RNA, complete s 


ia; Proteobacteria; Deltaproteobacteri 


T 


eq 
a; 


3246932 3246996 1 64 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3444868 3444936 1 68 gi 


nl 
ia 


en 


tes; Clostridia; Clostridiales; Veillone 


3537643 35377111 68 gi 


lales; Bacillaceae; Bacillus. 

3878157 3878261 1 104 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; 


gi 


Thermaceae; T 


104406 Bacteria_16S 


3879694 3879762 1 


68 gi 


219846910 
3019481 30209 


219846762 


219846756 
219846613 
219846551 


6S ribosomal RNA, partial sequence 3537139 35386 


219846310 
3877677 38791 


219846309 


ly XIII. 


hermus. 
uence 
Desulfo 
sequence 
les; Pep 


ce 34443 
llaceae; 


hermus. 


Inc 


ref 


ref 


bact 


ref 


toco 
ref 


Suc 


ref 


ref 


ref 


3237371 32389 


3246473 32479 


50 3445854 Succi 


ertae Sedis; 
NR_026502.1 


NR_026354.1 
ak 
erales; Desu 
NR_026348.1 
4 
ccaceae; Des 
NR_026205.1 
n 
ciniclasticu 
NR_026143.1 


NR_025900.1 


NR_025899.1 


Mogibacterium. 
Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Succiniclasticum 
iclasticum ruminis 
m. 

Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Caloramator fervidus 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


Caloramator. 


104406 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


104406 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


104406 Bacteria_16S 


strain 58/1971 16 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


104406 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


104406 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


104406 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


104406 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


104406 Bacteria_16S 


polysaccharolytic 


Thermoanaerobacte 


104406 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


104406 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


104406 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


104406 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


104406 Bacteria_16S 


strain 2678 16S r 
Proteobacteria; A 
group. 


104406 Bacteria_16S 


strain MK (Kaplan 
Proteobacteria; A 
fever group. 


104406 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


motogales; 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
208842 208909 1 67 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
211950 212017 1 67 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
269656 269723 1 67 gi 
um strain KMTHCJT 16S ribosomal RNA, p 


ibosoma 
lphapro 


1 RNA, partial sequence 


teobacteria; Rickettsiales; Ric 


316717 316784 1 67 gi 
) 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ric 


330482 330549 1 67 
ibosomal RNA, partial sequence 
Thermotogaceae; Geotoga. 


gi 


104406 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; Clost 


104406 Bacteria_16S 
multivorans strain 28-1 16S ribosomal RNA, partial sequ 
Firmicutes; 
104406 Bacteria_16S 


Bacteria; 


strain F12 16S ri 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain Sd/3 16S r 


bosomal RNA, partial sequence 


387917 387984 1 67 
ribosomal RNA, partial sequence 


gi 


153188 15467 


Oxobacter. 
265678923 
20835 
idiaceae; 
265678921 


211461 21296 
Clostridiu 


265678880 


314818 31623 


kettsiacea 


265678849 
31628 
kettsiacea 


265678840 


329993 33159 


265678796 


387448 38884 


ridia; Clostridiales; Veillonellaceae; Veillonel 
395563 395630 1 67 gi|265678791 
ence 39505 


Tenuibac 
gi 


Bacillales; Bacillaceae; 
423406 423473 1 67 


lales; Bacillaceae; Bacillus. 
452744 452811 1 67 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

501817 501884 1 67 
ibosomal RNA, partial sequence 


gi 


gi 


illus. 
265678772 


422881 42442 


265678752 


452220 45376 


265678717 


501307 50281 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104406 Bacteria_16S 510910 510977 1 67 gi| 265678711 
strain Tf 16S ribosomal RNA, partial sequence 510382 51190 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

104406 Bacteria_16S 526125 526192 1 67 gi| 265678701 


contaminans strain R-16222 16S ribosomal RNA, partial sequence 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


artial seq 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


ref|NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref |NR_029229.1 


m. 
ref 
uenc 


NR_029186.1 
e 269183 


e; Rickettsieae; 
ref|NR_029154.1 
2 317695 Ricket 
e; Rickettsieae; 


ref |NR_029145.1 


ref|NR_029101.1 
la. 
ref|NR_029096.1 
0 396528 Tenuib 


ref|NR_029077.1 


ref|NR_029057.1 
ref 


NR_029022.1 


ref|NR_029016.1 


24764 24831 1 67 gi| 265679047 |ref|NR_029355.1]| Clostridium 
rain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

39700 39767 1 67 gi| 265679037 |ref|NR_029345.1| Staphylococcus 

F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
tes; Bacillales; Staphylococcus. 

80511 80578 1 67 gi|265679010|ref|NR_029318.1| Listeria innocua 
S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
lales; Listeriaceae; Listeria. 

110998 111065 1 67 gi|265678988|ref|NR_029296.1| Treponema maltophilum 
osomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
rochaetales; Spirochaetaceae; Treponema. 

141576 141643 1 67 gi|265678968|ref|NR_029276.1| Desulfuromusa 
ain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
teria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 

153670 153737 1 67 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium sporogenes 
idium sporogenes 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Thermoanaerobacterium 
270620 


rales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
298489 298543 1 54 gi|265678861|ref|NR_029167.1| Anaeroplasma 
train 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
acteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
309222 309289 1 67 gi|265678854|ref|NR_029160.1| Ruminococcus callidus 
16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
tes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
312248 312315 1 67 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
train S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
acteria; Firmicutes; Bacillales; Staphylococcus. 
313793 313860 1 67 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
3 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
315253 315320 1 67 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 


Rickettsia akari 
tsia akari Bacteria; 


Rickettsia; spotted 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Tenuibacillus 
acillus multivorans 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


ref|NR_029006.1 
525601 527141 


Anoxybacillus 
Anoxybacillus 


104406 Bacteria_16S 532181 532248 1 67 
strain IDA1967 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
104406 Bacteria_16S 541360 541427 1 67 


nepalensis strain 


gi 


gi 


531745 53318 


CW1 16S ribosomal RNA, partial sequen 


265678697 


265678691 
ce 54086 


ref|NR_029002.1| Bacillus drentensis 
2 Bacillus drentensis Bacteria; 


ref |NR_028996.1 
2 542331 Staphy 


Staphylococcus 
lococcus nepalensis 


Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104406 Bacteria_16S 609506 609573 1 67 gi|265678645|ref|NR_028950.1| Planomicrobium 

psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 

psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

104406 Bacteria_16S 766448 766515 1 67 gi| 265678535 |ref|NR_028839.1| Veillonella 

montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 

montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

104406 Bacteria_16S 862670 862737 1 67 gi|265678470|ref|NR_028773.1| Bulleidia extructa 

strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

104406 Bacteria_16S 908154 908257 1 103 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 

strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 

Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

104406 Bacteria_16S 1018910 1018977 1 67 gi| 265678365 |ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104406 Bacteria_16S 1055563 1055630 1 67 gi|265678340|ref|NR_028642.1| Paraliobacillus 

ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 

ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

104406 Bacteria_16S 1129419 1129486 1 67 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 

strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

fever group. 

104406 Bacteria_16S 1200550 1200617 1 67 gi|228715386|ref|NR_027531.1| Aminobacterium 

colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 

12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

104406 Bacteria_16S 1263856 1263923 1 67 gi|219846655|ref|NR_026247.1| Treponema 

lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 1263357 1264835 Treponema 

lecithinolyticum Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

104406 Bacteria_16S 1284836 1284903 1 67 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 

psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 

psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

104406 Bacteria_16S 1286393 1286460 1 67 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 

halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 

halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

104406 Bacteria_16S 1293984 1294051 1 67 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 

subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 

subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

104406 Bacteria_16S 1296895 1296962 1 67 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 


strain 2DT 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
104406 Bacteria_16S 1304537 1304604 1 67 
owensensis OL 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterale 
Sedis; Caldicellulosiruptor. 

104406 Bacteria_16S 1318279 1318346 1 67 gi 
schleiferi subsp. coagulans strain GA 211 16S ribosomal 


gi 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 


104406 Bacteria_16S 1319821 1319888 1 67 gi 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, p 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacill 
104406 Bacteria_16S 1321363 13214301 67 gi 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, 

carnosus subsp. carnosus Bacteria; Firmicutes; Bacillal 
104406 Bacteria_16S 1335150 13352171 67 gi 
strain SJ95 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

104406 Bacteria_16S 1398555 1398622 1 67 gi 
aurantiaca strain T-27 16S ribosomal RNA, partial seque 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimo 
104406 Bacteria_16S 1418124 1418191 1 67 gi 


strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 14190 


Firmicutes; Clostridia; Clostridiales; Clostridiales Fa 
104406 Bacteria_16S 1419619 1419686 1 67 gi 
strain TH-23 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


1296399 12978 


1334683 13361 


228715357 
nce 13980 
nadaceae; 

224581446 


mily XI. I 
224581445 


68 Bacillus endophyticus Bacteria; 


219846460|ref|NR_026051.1| Caldicellulosiruptor 
1304017 1305555 Caldicellulosiruptor owensensis OL 
s; Thermoanaerobacterales Family III. Incertae 
228715349 |ref|NR_027521.1| Staphylococcus 
RNA, partial sequence 1317758 1319249 
Staphylococcus. 
228715347 |ref|NR_027519.1] Staphylococcus capitis 
artial sequence 1319300 1320791 Staphylococcus 
ales; Staphylococcus. 
228715346|ref|NR_027518.1| Staphylococcus 
partial sequence 1320842 1322334 Staphylococcus 
es; Staphylococcus. 
228721489|ref|NR_027612.1| Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027228.1| Helcococcus ovis 
55 Helcococcus ovis Bacteria; 
ncertae Sedis; Helcococcus. 


Gemmatimonas 
imonas aurantiaca T-27 


ref|NR_027227.1| Bacillus infernus 


1419106 1420613 Bacillus infernus Bacteria; 


104406 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


104406 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


104406 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


104406 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


104406 Bacteria_16S 


tes; Bacillales; Bacillaceae; Filobaci 
1479075 1479142 1 67 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1513651 15137181 67 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1554621 1554688 1 67 gi 


1433554 14336211 67 gi| 224581433 
ribosomal RNA, partial sequence 1433051 14345 
lales; Staphylococcus. 

1441297 1441364 1 67 gi|224581427 

SH714 16S ribosomal RNA, partial sequence 14407 


llus. 
219878381 
ete sequen 
ococcus. 
219878119 


1513128 15146 


219857209 


ref|NR_027215.1| Staphylococcus felis 
25 Staphylococcus felis Bacteria; 


Filobacillus 
cillus milosensis 


ref |NR_027209.1 
88 1442278 Filoba 


ref |NR_025520.1 
ce 1478573 148010 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


ref|NR_025258.1| Bacillus odysseyi 
43 Bacillus odysseyi Bacteria; 
ref 


NR_024837.1| Anoxybacillus 


ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

104406 Bacteria_16S 1613760 1613827 1 67 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
104406 Bacteria_16S 1630388 1630455 1 67 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104406 Bacteria_16S 1635050 1635117 1 67 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

104406 Bacteria_16S 1636512 1636579 1 67 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

104406 Bacteria_16S 1638003 1638070 1 67 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

104406 Bacteria_16S 1651688 1651755 1 67 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104406 Bacteria_16S 1660929 1660996 1 67 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

104406 Bacteria_16S 1685246 1685313 1 67 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104406 Bacteria_16S 1689795 1689862 1 67 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 


Bacteria; Firmicu 


104406 Bacteria_16S 


strain LMG 18422 


Plano 
gi 


tes; Bacillales; Planococcaceae; 


1752404 1752471 1 67 


coccus. 
219878372 


16S ribosomal RNA, partial sequence 1751903 17534 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104406 Bacteria_16S 1802291 1802358 1 67 gi|219878334|ref|NR_025473.1] Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104406 Bacteria_16S 1808483 1808550 1 67 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

104406 Bacteria_16S 1842131 1842198 1 67 gi|219878307|ref|NR_025446.1| Bacillus halodurans 


strain DSM 497 16 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain vc 5 16S r 
Proteobacteria; A 


104406 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


104406 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


104406 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


104406 Bacteria_16S 
16S ribosomal RNA, partial sequence 1940300 19418 


strain LMG 18435 
Firmicutes; Bacil 


104406 Bacteria_16S 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1845183 18452501 67 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
1891014 1891081 1 67 gi 


gi 


lales; Bacillaceae; Bacillus. 


1945510 1945577 1 67 


gi 


1841624 18431 


219878305 


1844748 18461 


yphomonada 
219878270 


16S ribosomal RNA, partial sequence 1890504 18919 


219878231 


32 Bacillus halodurans Bacteria; 


ref|NR_025444.1| Maricaulis virginensis 
67 Maricaulis virginensis Bacteria; 

ceae; Maricaulis. 
ref|NR_025409.1| Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


lales; Bacillaceae; Bacillus. 

1892535 1892602 1 67 gi|219878269|ref|NR_025408.1| Bacillus 
train DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1895667 1895734 1 67 gi|219878267|ref|NR_025406.1| Desulfococcus biacutus 
6S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfococcus. 

1940801 1940868 1 67 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


ref|NR_025370.1| Bacillus fumarioli 


strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


104406 Bacteria_16S 2017302 2017369 1 67 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

104406 Bacteria_16S 2018774 2018841 1 67 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

104406 Bacteria_16S 2020246 2020313 1 67 gi|219878182|ref|NR_025321.1| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 

104406 Bacteria_16S 2049258 2049325 1 67 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

104406 Bacteria_16S 2095100 2095167 1 67 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 


strain SW-72 16S 
Firmicutes; 


Bacil 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


2094597 20961 


03 Bacillus hwajinpoensis Bacteria; 


104406 Bacteria_16S 2114843 2114910 1 67 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

104406 Bacteria_16S 2117879 2117982 1 103 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

104406 Bacteria_16S 2192107 21921741 67 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

104406 Bacteria_16S 2285030 2285097 1 67 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 


strain NRRL B-231 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
104406 Bacteria_16S 2313608 2313675 1 67 gi|219857520|ref|NR_025108.1 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salini 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 
104406 Bacteria_16S 2381697 2381764 1 67 gi|219857472|ref|NR_025060.1 


strain YKJ-10 16S 
Bacil 
104406 Bacteria_16S 
aquimarina strain 
Firmicu 
104406 Bacteria_16S 


Firmicutes; 


Bacteria; 
strain ATCC 17747 
Firmicutes; 
Bacteria; 
strain KCTC 3666 
Firmicutes; 
Bacteria; 


alkanoclasticum s 


alkanoclasticum Bacteria; 
104406 Bacteria_16S 


Clost 
104406 Bacteria_16S 
koreense strain J 
Firmicu 
104406 Bacteria_16S 


Bacil 
104406 Bacteria_16S 
mcmeekinii strain 
Firmicu 
104406 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2398370 2398437 1 67 
SW28 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; 
2402926 2402993 1 67 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2444091 2444158 1 67 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; 
2450191 2450258 1 67 


gi 


gi 


lales; Thermoactinomycetaceae; Laceyel 
2621696 2621763 1 67 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2633862 2633929 1 67 gi 
train MAE2 16S ribosomal RNA, partial 

Firmicutes; Bacillales; Plano 
2696999 2697066 1 67 gi 


voinovskiensis strain TH13 16S ribosomal RNA, partial s 


voinovskiensis Bacteria; 
104406 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


104406 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


104406 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


104406 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


Bacill 
gi 


Firmicutes; Bacillales; 
2698553 2698620 1 67 


laceae; Bacillus. 

2725769 2725836 1 67 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2728859 2728926 1 67 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2769024 2769091 1 67 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2872570 2872637 1 67 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2880447 2880514 1 67 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


gi 


gi 


54 16S ribosomal RNA, partial sequence 


seque 
Sporo 


Plano: 


2381197 23827 


nc 
2 

e 

vid 


en 
mi 


se 
co 


ac 


qu 
ac 


219857461 


sa 
219857458 


Vv 
19857423 


icrobium. 
219857419 
16S ribosomal RNA, partial sequence 2449732 24511 
la 
219857251 


219857236 
219857190 


eq 


219857189 
2698052 2699555 Bacil 


219857170 
2725265 27267 


219857168 
219857138 
2768556 27700 


219856876 
2872057 28735 


2284530 2285939 Bacil 


ref|NR_025049.1 
e 2397869 2399376 Sporo 
rcina. 
ref |NR_025046.1 
23 2403914 Veill 
la. 
ref|NR_025011.1 
92 2445097 Plano: 


24024 
eillonel 


24435 


ref|NR_025007.1 


ref|NR_024881.1 
ce 2621200 2622680 Plano 
crobium. 
ref |NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024818.1 

2696496 269800 
xybacillus. 
ref |NR_024817.1 
lus asahii Bact 


quence 
ccaceae; 


uence 


eae; Ano 


ref|NR_024798.1 


ref|NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref |NR_024766.1 


ence 
illaceae 


ref |NR_024695.1 


219856871 
2879945 2881448 Bacillus carboniphilus Bacteria; 


ref|NR_024690.1 


1 


s 


fo} 


e 


us sonorensis Bacteria; 


Salinicoccus 
coccus alkaliphilus 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Sporosarcina 
arcina aquimarina 


Veillonella criceti 
nella criceti Bacteria; 


Planomicrobium 


microbium koreense 


Laceyella putida 


92 Laceyella putida Bacteria; 


Planomicrobium 


microbium mcmeekinii 


Planomicrobium 
1 Planomicrobium 


Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Alicyclobacillus 

6 Alicyclobacillus 

us. 

Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus carboniphilus 


104406 Bacteria_1 
nitritogenes stra 
nitritogenes Bact 
104406 Bacteria_1 


strain JCM 6484 1 
Firmicutes; 


vitulinus strain 


vitulinus Bacteri 
104406 Bacteria_1 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 
pasteuri Bacteria 
104406 Bacteria_16S 
lugdunensis strai 
lugdunensis Bacte 
104406 Bacteria_16S 


strain ATCC 43959 
Bacteria; 


strain ATCC 35538 
Bacteria; 


Firmicutes; 


sartagoforme stra 
sartagoforme Bact 


104406 Bacteria_16S 


strain GraMall 16 


Clost 
104406 Bacteria_1 


Firmicu 
104406 Bacteria_16S 
delphini strain ATCC 4917 
delphini Bacteria 
104406 Bacteria_16S 


Firmicu 
104406 Bacteria_16S 
arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
arlettae Bacteria 
104406 Bacteria_16S 
flavithermus stra 
flavithermus Bact 
104406 Bacteria_16S 
strain DS1 16S ri 
Clost 
104406 Bacteria_16S 


6S 2886418 2886485 1 67 gi 


Firmicutes; Clostridia; 
2887944 2888011 1 67 


eria; 
6S gi 
ridia; Clostridiales; Eubacteriaceae; 
6S 2907716 2907783 1 67 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; 
6S 2909262 2909329 1 


67 gi 


; Firmicutes; 


Bacillales; 
2910806 2910873 1 

n ATCC 4 
ria; Firmicutes; Bacillales; 
2912348 2912415 1 

16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2913892 2913959 1 67 


67 gi 


67 gi 


gi 


; Firmicutes; Bacillales; 
2915435 2915502 1 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 


2916977 2917044 1 67 


67 gi 


gi 


Firmicutes; Bacillales; 
2998800 2998867 1 


v 


67 gi 
Firmicutes; Bacillales; 
3035169 3035236 1 67 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3036692 3036759 1 67 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
3051920 3051987 1 67 
S ribosomal RNA, 


eria; 
gi 


gi 


in JCM 6485 16S ribosomal RNA, partial 
Clostrid 


Staphylococ 


Staphylococc 


3809 16S ribosomal RNA, partia 
Staphyloc 


1 16S ribosomal RNA, partial s 
Staphylococc 


Staphylococc 


in DSM 2641 16S ribosomal RNA, partial 
Bacillac 


Clostrid 


219856865 
sequence 

iales; 

219856864 


6S ribosomal RNA, partial sequence 2887459 28889 
bacteriu 


Eu 
219856851 
sequence 
cus. 
219856850 
quence 
us 
219856849 
1 
occus. 
219856848 
29118 


219856847 
equence 
us 
219856846 
29149 


219856845 
equence 
us 
219846924 
sequence 
eae; 
219846899 


3034695 30361 
ostridiu 


cl 
219846898 
sequence 
iales; 
219846887 


complete sequence 3051418 30529 


Eub 


sequence 


Anoxy. 


Clo 


ref|NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024683.1 


Mm. 
ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


NR_026516.1 
1 


NR_026491.1 


m. 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026479.1 


Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 
Staphylococcus 
9 Staphylococcus 


Anoxybacillus 
6 Anoxybacillus 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 
6 Clostridium 
stridium. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

104406 Bacteria_16S 3245485 3245552 1 67 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 

104406 Bacteria_16S 3248454 32485211 67 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 3302984 3303051 1 67 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
Firmicutes; Bacillales; Salinicoccus. 

104406 Bacteria_16S 3410969 3411036 1 67 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

104406 Bacteria_16S 3482918 3482985 1 67 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 3489153 3489220 1 67 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

104406 Bacteria_16S 3534518 3534585 1 67 gi|219846553|ref|NR_026145.1]| Bacillus 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus 

104406 Bacteria_16S 3543895 3543962 1 67 gi| 219846547 |ref|NR_026139.1| Bacillus pseudofirmus 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

104406 Bacteria_16S 3545451 3545518 1 67 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

104406 Bacteria_16S 3610972 3611039 1 67 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 


Firmicutes; Bacil 


104406 Bacteria_16S 


Planococcus. 
67 


lales; Planococcaceae; 
3679345 3679412 1 


gi 


219846451 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


Rickettsia; spott 


ed fever group. 


ref|NR_026042.1 
3678896 368032 


Rickettsia 
3 Rickettsia 


104406 Bacteria_1 


strain Pasteur II 
Firmicutes; 


104406 Bacteria_1 
strain 2585 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 


104406 Bacteria_1 
sporothermodurans 
sporothermodurans 
104406 Bacteria_1 
strain RB 16S rib 


fever group. 


Clostridiales; Clostridiaceae; Clostridium. 
6S 3722989 3723056 1 67 gi|219846419|ref|NR_026010.1 
strain M215 16S ribosomal RNA, partial sequence 3722493 372398 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

6S 3781065 3781132 1 67 gi|219846376|ref|NR_025967.1 

osomal RNA, partial sequence 3780594 37820 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
6S 3831198 3831265 1 67 gi|219846341|ref|NR_025931.1 


104406 Bacteria_1 
in C94 16S ribosomal RNA, partial sequence 38307 
Clostridiales; 


flavefaciens stra 


Bacteria; 


Clostridia; 


104406 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


104406 Bacteria_16S 
rhipicephali stra 
rhipicephali Bact 


Rickettsia; 


strain ATCC VR-61 
Bacteria; 


Clostridia; 


Firmicutes; 
104406 Bacteria_16S 

strain 7 16S ribo 
Clostridiales; 


Proteob 


6S 3710913 3710980 1 


Clostridiales; 


6S 3719883 3719950 1 


Clostridia; 
3834086 3834153 1 


3844729 3844796 1 


lales; Staphylococcus. 
3846209 3846276 1 


3847699 3847766 1 


spotted fever group. 


104406 Bacteria_16S 
strain Mtul 16S r 


fever group. 


104406 Bacteria_16S 
in IFO 12536 16S ribosomal RNA, partial 
Bacillales; 


okeanokoites stra 


okeanokoites Bacteria; 
104406 Bacteria_16S 


strain Karp 16S r 


IAM 12464 16S rib 
Bacillales; Bacil 


104406 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


104406 Bacteria_16S 
in BH030062 16S ribosomal RNA, partial 
Bacillales; 


chungwhensis stra 


chungwhensis Bacteria; 
104406 Bacteria_16S 


vulcanalis strain 
Bacteria; Firmicu 


strain PV1 16S ri 
Firmicutes; 


strain 50-1 BON 1 
Firmicutes; 
Mahella. 


104406 Bacteria_16S 


Clostridia; 


3849189 3849256 1 


3930350 3930417 1 
Firmicutes; 
3934702 3934769 1 
3959794 3959861 1 


laceae; Bacillus. 
3993612 3993679 1 


lales; Bacillaceae; 
4004092 4004159 1 


Firmicutes; 
4048055 4048122 1 


4070584 4070651 1 


4076576 4076643 1 


4197130 41971971 


in 3-7-6 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 
104406 Bacteria_16S 


67 


I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


67 


complete sequence 


67 


Ruminococcus. 


67 


ribosomal RNA, partial sequence 


67 
co. 


67 


1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rickettsiales; 


67 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


67 


67 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 
104406 Bacteria_16S 


67 


osomal RNA, partial sequence 


67 


ribosomal RNA, partial sequence 
Geobacillus. 


67 


67 


67 


bosomal RNA, partial sequence 
Clostridia; 
104406 Bacteria_16S 


Clostridiales; Veillonellaceae; 


67 


Thermoanaerobacterales; 


67 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
104406 Bacteria_16S 


4221397 42214641 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


104406 Bacteria_16S 


laceae; Anaerobacillus. 
4224380 4224447 1 


67 
42 


67 


gi|219846429 


gi| 219846422 


Ruminococcaceae; 
gi| 219846339 


gi| 219846332 
3844228 38456 
gi| 219846331 


mplete sequence 


219846330 
38472 


gi 


gi| 219846329 
3848728 38501 


gi|219846274 
Planococcaceae; Pl 
gi|219846270 
3934247 39357 


gi| 219846252 
3959295 39607 


gi|219846229 
3993148 39945 


219846222 
sequence 
Bacillaceae; 

gi|219846188 


gi 


CsHg2 16S ribosomal RNA, partial sequence 40475 
tes; Bacillales; Alicyclobacillaceae; 
104406 Bacteria_16S 


gi|219846172 
4070099 40715 
Veillonel 


gi|219846168 


6S ribosomal RNA, partial sequence 4076074 40776 


37104 
Clostridium. 


3719395 37209 


sequence 


ref 


ref 


ref 


somal RNA, partial sequence 3833603 3835009 Ruminococ 
Ruminococcaceae; 


ref 


ref 


Rickettsiales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


la. 
ref 


Thermoanaerobacterale 


gi|219846077 
4196627 41980 


gi|219846060 
20889 4222400 Bacil 


gi|219846055 


hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 


hispanicus Bacteria; Firmicutes; Bacillales; 
104406 Bacteria_16S 


17010 17064 1 


Sa 
54 


strain L532 16S ribosomal RNA, partial sequence 


Firmicutes; 


Lactobacillales; 


Lactobacillaceae; 


linicoccus. 
gi| 265679052 
16478 18031 


Lactobacillus. 


ref 


ref 


lus 


ref 


ref 


25 3711931 Clost 


35 3832122 Rumino 
Ruminococcus. 


3845748 38471 


38 3848677 Ricket 
Rickettsiaceae; 


3929851 39313 
anomicrobium. 


4003594 40050 
Pontibaci 


66 4049023 Alicyc 
Alicyclobacill 


08 Anoxybacillus 


NR_026020.1 


NR_026013.1 


NR_025929.1 
cus albus 7 


NR_025922.1 
NR_025921.1 
8 
Ricket 
NR_025920.1 
Ric 


NR_025919.1 


NR_025864.1 
2 


NR_025860.1 


NR_025842.1 


77 Bacillus firmus Bacteria; 


NR_025819.1 


NR_025812.1 
2 
llus. 
NR_025778.1 


us. 
NR_025762.1 
NR_025758.1 
s Family IV. 
NR_025667.1 


NR_025650.1 
macyae Bacte 


NR_025645.1 


4223876 422538 


r 


Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Bacillus 
9 Bacillus 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Ruminococcus 
coccus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 
Rickettsieae; 


Rickettsia; spotted 


Planomicrobium 
2 Planomicrobium 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 
Rickettsieae; 


Orientia. 
Bacillus firmus strain 
Firmicutes; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Pontibacillus 
0 Pontibacillus 


Alicyclobacillus 
lobacillus vulcanalis 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Salinicoccus 
3 Salinicoccus 


NR_029360.1 


Lactobacillus perolens 


Lactobacillus perolens Bacteria; 


104406 Bacteria_16S 21621 21675 1 54 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

104406 Bacteria_16S 29293 29347 1 54 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

104406 Bacteria_16S 52018 52072 1 54 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

104406 Bacteria_16S 55068 55122 1 54 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

104406 Bacteria_16S 106494 106548 1 54 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

104406 Bacteria_16S 181059 181113 1 54 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 201085 201139 1 54 gi|265678929|ref|NR_029237.1| Helcococcus kunzii 


strain 22 16S ribosomal RNA, partial sequence 
Clost 


Firmicutes; 


104406 Bacteria_ 
strain HO14 16S r 


Spirochaetes; 


104406 Bacteria_ 


strain 124-2 16S 
Firmicutes; 


104406 Bacteria_ 
phyllosphaerae st 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobac 


Sphingomonas. 


104406 Bacteria_ 
delbrueckii subsp 
Lactobacillus delbrueckii subsp. 


Lactobacillus. 


104406 Bacteria_ 
kalixensis strain 
kalixensis Bacter 
104406 Bacteria_ 
strain Met-12 16S 


Thermotogae; 


104406 Bacteria_ 
phoeniculicola st 
phoeniculicola Bacteria; 
104406 Bacteria_ 
parakefiri strain 
parakefiri Bacter 
104406 Bacteria_ 


strain TMAO3 16S 
Firmicutes; 


104406 Bacteria_ 
strain SL24 16S r 


Thermotogae; 


104406 Bacteria_ 
H 1 16S ribosomal 


Clostridia; 


104406 Bacteria_ 
urinaehominis str 
urinaehominis Bac 
104406 Bacteria_ 
biprosthecium str 
biprosthecium Bac 


Asticcacaulis. 


104406 Bacteria_16S 
silvestris strain 
silvestris Bacter 
104406 Bacteria_16S 
strain VPI D 75 B 
Clost 
104406 Bacteria_16S 


Firmicutes; 


Clost 


ridia; 
16S 


Clostridiales; 
310712 310766 1 54 
ibosomal RNA, partial sequence 


gi 


16S 380252 380306 1 54 gi 


indicus strain NCC725 16S ribosomal 


16S 414255 414309 1 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; 
16S 451157 451195 1 39 

ribosomal RNA, partial sequence 


54 gi 


gi 


ribosomal RNA, partial sequence 
ridia; 
16S 


Clostridiales; Veillonellaceae; 
614159 614197 1 39 gi 
ibosomal RNA, partial sequence 


16S 720071 720141 1 70 gi 


ain ACM 2498 16S ribosomal RNA, partial 


strain ATCC 43541 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


Clostridiales; Veillonellaceae; 


200572 20203 
Clostridiales Family XI. 
265678853 
310195 31168 


teria; 


265678801 
RNA, parti 
indicus Bacteria; 


265678778 
equence 

Lactobacillaceae; 
265678753 
450666 45216 


548509 55004 


265678642 
613678 61515 


265678568 


Incertae Sedis; 


ref |NR_029159.1 


Sphingomonadales; S 
ref|NR_029106.1 
al sequence 


Firmicutes; 


ref|NR_029083.1 
413724 415278 
Lactobacillu 
ref |NR_029058.1 


n 


Thermotogales; Thermotogaceae; Petrotoga. 

16S 474107 474161 1 54 gi|265678735|ref|NR_029040.1 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococc 

16S 475644 475698 1 54 gi|265678734|ref|NR_029039.1 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 

ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 

16S 549018 549072 1 54 gi| 265678686 |ref|NR_028991.1 


ref 


Sporomusa 
NR_028947.1 


Thermotogales; Thermotogaceae; Petrotoga. 
16S 643143 643197 1 54 gi| 265678622 |ref|NR_028927.1 
RNA, partial sequence 642624 644123 Sporomusa ovata Bacte 
Clostridiales; Veillonellaceae; Sporomusa. 
16S 650765 650819 1 54 gi| 265678617 |ref|NR_028922.1 
ain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 
teria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 


ref 
7 


NR_028872.1 


sequence 19632 721036 


teria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Cau 

730812 730866 1 54 gi|265678561|ref|NR_028865.1 
HR3-23 16S ribosomal RNA, partial sequence 730321 731827 
ia; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

827746 827800 1 54 gi| 265678494 |ref|NR_028797.1 
-30 16S ribosomal RNA, partial sequence 827209 828732 Seleno: 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

829322 829376 1 54 gi| 265678493 |ref|NR_028796.1 


828783 830273 Seleno: 
Selenomonas. 


Lactobacillales; 


6 Helcococcus kunzii Bacteria; 
Helcococcus. 


Borrelia japonica 


7 Borrelia japonica Bacteria; 


Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 
16S 344423 344477 1 54 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 372607 372677 1 70 gi| 265678806 |ref|NR_029111.1| Sphingomonas 
rain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 


phingomonadaceae; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Lactobacillus 
Lactobacillus 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Sporomusa ovata strain 
ria; Firmicutes; 


Aerococcus 
651625 Aerococcus 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Solibacillus 
Solibacillus 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


104406 Bacteria_16S 
moraviensis strain 330 16S ribosomal RNA, partial sequence 
Firmicutes; 


Bacteria; 


104406 Bacteria_16S 


strain E6844 16S 
Firmicutes; 


104406 Bacteria_16S 
salivarius strain 
salivarius Bacter 
104406 Bacteria_16S 


832411 832465 1 54 gi 


Lactobacillales; Enterococcaceae; 


265678491 
83188 
Enterococ 


ref |NR_028794.1 


cus. 


Enterococcus 


6 833394 Enterococcus moraviensis 


897388 897442 1 54 gi|265678446|ref|NR_028748.1| Enterococcus avium 

ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Lactobacillales; Enterococcaceae; Enterococcus. 

932970 933024 1 54 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

962407 962461 1 54 gi| 265678403 |ref|NR_028705.1| Enterococcus 

pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 


pseudoavium Bacte 
104406 Bacteria_16S 
socranskii 


subsp. 
socranskii subsp. 


104406 Bacteria_16S 


strain B1333 16S 
Firmicutes; 


Firmicutes; 


ATCC BAA-548 16S 


Lactobacillales; 
104406 Bacteria_16S 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
satsumensis Bacte 
104406 Bacteria_16S 
yabuuchiae strain A1-18 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; 
104406 Bacteria_16S 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
104406 Bacteria_16S 
strain YIT 0455 1 


Firmicutes; Lactobacillales; Ente 
983715 983769 1 54 gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
996225 996279 1 54 gi 
ribosomal RNA, complete sequence 
Carnobacteriaceae; 
1032698 1032752 1 54 


ria; 


Granuli 
gi 

ria; Firmicutes; Lactobacillales; 

1067663 1067733 1 70 


gi 


1077966 1078036 1 70 gi 
Sphingomonadales; 
1082507 1082561 1 54 gi 


Lactobac 
gi 


Lactobacillaceae; 
1180939 1180993 1 54 
ribosomal RNA, partial sequence 


rococcaceae; 
265678388 
artial sequenc 
irochaetal 
265678380 
995703 99724 
catella. 

265678356 
sequence 
Lactobacillace 
265678332 
ence 10672 
Sphingomonadales; 

265678324 
10775 
Sphingomon 
265678321 
6S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillales; 
104406 Bacteria_16S 


illus. 
228717635 
1180467 11819 


E 
ref 


nterococcus. 
NR_028690.1 
e 983192 
es; 


ref |NR_028682.1 


ref |NR_028658.1 

1032165 103372 
ae; Lactobacill 
ref |NR_028634.1 
03 1068656 Sphin 
Sphingomonadace 
ref |NR_028626.1 
29 1078967 Sphin 
adaceae; 
ref |NR_028623.1 
61 Lactobacillus 


ref|NR_027565.1 


Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 

104406 Bacteria_16S 1208196 1208246 1 50 gi|228715352|ref|NR_027524.1 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 12091 

Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Co 
Cryptobacterium. 

104406 Bacteria_16S 1224671 1224725 1 54 gi|219878314|ref|NR_025453.1 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 122567 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcu 
104406 Bacteria_16S 1251787 1251841 1 54 gi|219857241|ref|NR_024869.1 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 125128 
socranskii subsp. paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae 
104406 Bacteria_16S 1253314 1253368 1 54 gi|219857240|ref|NR_024868.1 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 125281 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae 
104406 Bacteria_16S 1327518 1327572 1 54 gi|219846129|ref|NR_025719.1 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 132699 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; La 
104406 Bacteria_16S 1400038 1400108 1 70 gi|228715353|ref|NR_027525.1 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichi 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
104406 Bacteria_16S 1466919 1466973 1 54 gi| 224581408 |ref|NR_027189.1 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 14678 

Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

104406 Bacteria_16S 1477504 1477558 1 54 gi|219878440|ref|NR_025579.1 


strain LTH 5753 1 
Firmicutes; 


saccharolyticum s 


1498218 Ha 


Halanaerobiales; 


104406 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


104406 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


104406 Bacteria_16S 


Lacto 
104406 Bacteria_16S 


bacillales; Lactobacillaceae; Lactobacil 
1497240 1497294 1 54 gi 
ubsp. saccharolyticum strain DSM 6643 

lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 


1525788 1525842 1 54 


16 
ch 


gi 


rain K4 16S ribosomal RNA, partial seque 
cteria; Firmicutes; Bacillales; Bacillac 


6S ribosomal RNA, partial sequence 1476987 14785 


lus. 


219846665 
S ribosomal 
arolytic 


219857499 


16S ribosomal RNA, partial sequence 1525289 1526784 Lactob 
tes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
1562040 1562094 1 54 gi| 219846143 |ref|NR_025733.1 


nce 
eae; 


1583121 1583175 1 54 gi 


219878489 


22 Lactobacillus 
ref|NR_026257.1 
RNA, complet 
acteria; Fir 


um B 


ref |NR_025087.1 


1561538 15629 
Anoxybacillus. 


at 


Spirochaetac 


u 


Treponema socranskii 
984718 Treponema 

eae; Treponema. 
Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 

Sphingomonas 


gomonas yabuuchiae 
ae; 


Sphingomonas. 
Sphingomonas melonis 


gomonas melonis Bacteria; 
Sphingomonas. 


Lactobacillus equi 
equi Bacteria; 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Streptococcus 
1 Streptococcus 
Ss. 
Treponema socranskii 
9 1252767 Treponema 
7 Treponema. 
Treponema socranskii 
8 1254294 Treponema 
7 Treponema. 
Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Lactobacillus spicheri 
spicheri Bacteria; 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Lactobacillus jensenii 
acillus jensenii 


Anoxybacillus 
3 Anoxybacillus 


Viridibacillus arenosi 


ref |NR_025628.1 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 


Firmicutes; Bacil 


lales; Planococcaceae; Viridibacillus. 


104406 Bacteria_16S 
strain LMG 22165 
Firmicutes; Bacil 
104406 Bacteria_16S 
strain LMG 21727 
Firmicutes; Lacto 
104406 Bacteria_16S 
inopinata strain 
Bacteria; Firmicu 
104406 Bacteria_16S 
strain DSM 1672 1 
Firmicutes; Clost 
104406 Bacteria_16S 
strain SL25 16S r 
Thermotogae; Ther 
104406 Bacteria_16S 
intestinalis stra 
intestinalis Bacteria; 
104406 Bacteria_16S 
strain DSM 5661 1 
Firmicutes; Lacto 
104406 Bacteria_16S 
paraplantarum str 
paraplantarum Bac 
104406 Bacteria_16S 
strain M577-94 16 
Firmicutes; Lacto 
104406 Bacteria_16S 
sulfidifaciens st 
sulfidifaciens Ba 
104406 Bacteria_16S 
strain DSM 9172 
Firmicutes; Lacto 
104406 Bacteria 
strain DSM 2875 
Firmicutes; Clost 
104406 Bacteria 
strain DSM 5090 
Firmicutes; Clost 
104406 Bacteria_16S 


16S 


16S 


lales; 


bacillales; 


ridia; 


motogales; 


bacillales; 


bacillales; 


ridia; 


ridia; 


1584677 1584731 1 


Planococcaceae; 


1587793 1587847 1 


1631929 1631983 1 


1747867 1747921 1 


1813048 1813086 1 


1837466 1837520 1 


Firmicutes; 


1839029 1839083 1 


1840592 1840646 1 


Firmicutes; 


1843696 1843750 1 


1854217 18542711 


Firmicutes; 


1857169 1857223 1 


1881703 1881757 1 


1883279 1883333 1 


1884859 1884913 1 


54 


54 


E 
54 


143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 


54 


39 


ibosomal RNA, partial sequence 
Thermotogaceae; 


in DSM 6629 16S ribosomal RNA, partial 


ain DSM 10667 16S ribosomal RNA, parti 
teria; 


S ribosomal RNA, partial sequence 
bacillales; 


rain CCUG 44365 16S ribosomal RNA, par 
cteria; 


54 


54 


gi|219878488 


16S ribosomal RNA, partial sequence 1584175 15856 
Viridibacillus. 


gi|219878486 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococcaceae; 


nterococ 
gi 


cus. 
219878455 
ence 16314 
es; 


gi| 219878375 


6S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 


M 
gi| 219878327 
1812567 18140 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


s 


gi|219878277 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


s 


gi| 219878276 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 


Firmicutes; 
104406 Bacteria_16S 


Clostridia; 


1903132 1903186 1 


Clostridiales; Veillonellaceae; 


54 


CIP 106764 16S ribosomal RNA, partial sequence 


Firmicutes; 
104406 Bacteria_16S 
sanguinicola stra 
sanguinicola Bacteria; 
104406 Bacteria_16S 

strain EDIV 16S r 


104406 Bacteria_16S 
strain m2661/98/1 
Firmicutes; Lacto 
104406 Bacteria_16S 
strain 581 16S r 
Firmicutes; Bacil 
104406 Bacteria_16S 
strain ATCC 15260 


104406 Bacteria_16S 
paucivorans strai 
paucivorans Bacteria; 
104406 Bacteria_16S 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 20 
Clostridiales; Veillonellaceae; 


Firmicutes; 
104406 Bacteria_16S 


johnsonii strain ATCC 33200 16S ribosomal RNA, partial 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactob 


104406 Bacteria_16S 


strain TF-12 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales 


bacillales; 


Clostridia; 


Lactobacillales; Aerococcaceae; 


1908811 1908865 1 


Firmicutes; 
1956010 1956080 1 


1960676 1960730 1 


1974152 1974206 1 


Planococcaceae; 
2015812 2015882 1 


2039868 2039922 1 


Firmicutes; 
2050818 2050872 1 


2082990 2083044 1 


2123946 2124000 1 


Bacillaceae; 


’ 


Fac 
54 


in CCUG 43001 16S ribosomal RNA, parti 
Lactobacillales; Aer 


70 


ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


54 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Vv 
54 


ibosomal RNA, partial sequence 
lales; 


Marinib 
70 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


54 


n 2992-95 16S ribosomal RNA, partial s 
Lactobacillales; Aero 


54 


54 


54 


Ss 
gi| 219878261 
1902626 19040 

klamia. 
gi| 219878257 

al sequenc 
oc 

gi| 219878224 

1955571 19570 

Sphingomon 

219878221 

19601 


gi 


agococcus. 
gi| 219878212 
1973642 19751 
acillus. 
gi| 219878185 
20153 
Sphingomon 
219878168 
equence 
coccaceae; 
219878158 
518 
Anaerosin 
219878134 
sequence 
acillaceae 
219857652 


gi 


gi 


gi 


gi 


Erysip 


egamonas 


poromusa 


poromusa 


occaceae 


ref 


ref 


ref 


elot 
ref 


ref 


ref 


ref 


ref 


ref 


; Be 
ref 


adac 


ref 


ref 


ref 


adac 


ref 


us. 
ref 


; La 


e 1908318 19098 


16 Sphingomonas 


67 1961603 Vagoc 


75 2016816 Caulo 


2039358 20408 


2082477 20839 


NR_025627.1 


NR_025625.1 


NR_025594.1 


20 1632923 Erysip 


richaceae; E 
NR_025514.1 


NR_025466.1 


Petrotoga. 

54 gi|219878310|ref|NR_025449.1 
sequence 1836949 183846 
Lactobacillales; Lactobacillaceae; Lactobacill 
54 gi|219878309|ref|NR_025448.1 
6S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus 

Lactobacillaceae; Lactobacillus. 
54 gi| 219878308 |ref|NR_025447.1 
al sequence 1840072 184157 
Lactobacillales; Lactobacillaceae; Lactobacil 
54 gi|219878306|ref|NR_025445.1 

1843183 18446 
Carnobacteriaceae; Isobaculum. 
54 gi| 219878298 |ref|NR_025437.1 
tial sequence 185372 
Lactobacillales; Aerococcaceae; Globicatella 
54 gi| 219878296 |ref|NR_025435.1 
6S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus 

Carnobacteriaceae; Trichococcus. 

54 gi| 219878278 |ref|NR_025417.1 


NR_025416.1 


NR_025415.1 


NR_025400.1 


NR_025396.1 
1 
rococcus. 
NR_025363.1 


eae; Sphingo 
NR_025360.1 
° 


NR_025351.1 


NR_025324.1 
b 
eae. 
NR_025307.1 
6 
osicoccus. 
NR_025297.1 


NR_025273.1 
6 


ctobacillus 


ref 


NR_025241.1 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Enterococcus italicus 


92 Enterococcus italicus Bacteria; 


Erysipelothrix 

elothrix inopinata 

rysipelothrix. 
Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus 
3 Lactobacillus 
lus. 

Isobaculum melis 


97 Isobaculum melis Bacteria; 


Globicatella 
6 1855215 Globicatella 


Trichococcus palustris 


palustris Bacteria; 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 
poromusa. 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Aerococcus 
6 Aerococcus 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Vagococcus fessus 
ccus fessus Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Lactobacillus 
3 Lactobacillus 


Bacillus aquimaris 


2123444 2124950 Bacillus aquimaris Bacteria; 


104406 Bacteria_16S 


strain TF-11 16S 
Firmicutes; 


Bacillales; 
104406 Bacteria_16S 


2125502 2125556 1 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2169332 2169386 1 


54 gi 


54 gi 


pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 


pleistocenium Bacteria; 
104406 Bacteria_16S 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 
Firmicutes; 
104406 Bacteria_16S 
sulfidophilum strain BR4 16S ribosomal RNA, 
sulfidophilum Bacteria; 
104406 Bacteria_16S 


Bacteria; 


Firmicutes; 
2186006 2186060 1 


Lactobacillales; 
2339192 2339246 1 


Firmicutes; 
2396852 2396890 1 


Lactobacillales; 


54 gi 


gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 


gottschalkii Bacteria; 


Anaerobranca. 


104406 Bacteria_16S 


strain JSS-7 16S 


orisratti strain 
orisratti Bacteria; 


104406 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; 


strain ATCC 43186 
Firmicutes; 


strain ATCC 43198 
Firmicutes; 


strain ATCC 51266 
Firmicutes; 


Spirochaetes; 


104406 Bacteria_16S 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
kitasatonis Bacteria; 
104406 Bacteria_16S 
strain 15-1 16S ribosomal RNA, partial sequence 
Bacillales; 
104406 Bacteria_16S 


Firmicutes; 


Firmicutes; 


2460685 2460755 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
104406 Bacteria_16S 


2495417 24954711 


Firmicutes; 
2524177 2524247 1 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 
104406 Bacteria_16S 


2589311 2589365 1 


16S ribosomal RNA, partial sequence 
Lactobacillales; 
104406 Bacteria_16S 


Enterococcaceae; 
2590890 2590944 1 


16S ribosomal RNA, partial sequence 
Lactobacillales; 
104406 Bacteria_16S 


Enterococcaceae; 
2592464 2592518 1 


16S ribosomal RNA, partial sequence 
Lactobacillales; 
104406 Bacteria_16S 
selangorensis strain LMG 17710 16S ribosomal RNA, partial 
selangorensis Bacteria; 
104406 Bacteria_16S 

strain IST7 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Enterococcaceae; 
2617144 2617198 1 


Firmicutes; 
2694097 2694151 1 
2704638 2704692 1 


Firmicutes; 
2712093 2712147 1 


Bacillaceae; 
2778241 2778310 1 


Clostridia; 


Sphingomonadales; 


Desulfobacterales; 


Lactobacillales; 


Lactobacillales; 


Bacillus. 


Clostridiales; 


70 gi 


54 gi 


70 gi 


54 gi 


Enterococcus. 


54 gi|219857274 
25903 

Enterococcus. 

54 gi| 219857273 


Enterococcus. 


219857651 
2125001 2126506 Bacillus marisflavi Bacteria; 


219857622 


Carnobacteriaceae; 
219857608 


Clostridiales Family XIV. 


219857409 
2460248 2461689 Sphingomonas 
Sphingomonadaceae; 
219857386 
ATCC 700640 16S ribosomal RNA, partial sequence 
Lactobacillales; Streptococcaceae; 
219857361 
2523668 25251 
Desulfobulbaceae; 
219857275 
25888 


25919 


ref|NR_025240.1| Bacillus marisflavi 


ref|NR_025211.1| Carnobacterium 
2168820 2170305 Carnobacterium 
Carnobacterium. 


ref|NR_025197.1| Carnobacterium 


2185517 2186981 Carnobacterium viridans 
Carnobacteriaceae; Carnobacterium. 
54 gi|219857502|ref|NR_025090.1| Heliobacterium 
complete sequence 2338702 2340214 Heliobacterium 
Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
39 gi|219857462|ref|NR_025050.1| Anaerobranca 


2396386 2397818 Anaerobranca 
Incertae Sedis; 
ref|NR_024997.1| Sphingomonas aquatilis 
aquatilis Bacteria; 
Sphingomonas. 

ref|NR_024974.1] Streptococcus 

2494920 2496256 Streptococcus 
Streptococcus. 
ref|NR_024949.1| Desulfotalea arctica 
53 Desulfotalea arctica Bacteria; 
Desulfotalea. 

ref|NR_024906.1| Enterococcus mundtii 
00 2590328 Enterococcus mundtii Bacteria; 


ref|NR_024905.1] Enterococcus cecorum 
79 2591887 Enterococcus cecorum Bacteria; 
ref|NR_024904.1| Enterococcus dispar 


38 2593451 Enterococcus dispar Bacteria; 


54 gi|219857254|ref|NR_024885.1| Paralactobacillus 

sequence 2616635 2618129 Paralactobacillus 
Lactobacillaceae; Paralactobacillus. 

54 gi|219857192|ref|NR_024820.1| Borrelia turcica 


54 gi 


sequence 


Lactobacillaceae; 
54 gi| 219857180 
2711598 27129 
68 gi| 219857131 


glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 


glycanilyticus Bacteria; 
104406 Bacteria_16S 


Firmicutes; 
2837014 2837068 1 


Bacillales; 


54 gi 


acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 


acidipiscis Bacteria; 
104406 Bacteria_16S 


fermentans strain 
Bacteria; 


Firmicutes; 
2841569 2841623 1 


R-9 16S ribosomal RNA, partial sequence 
Firmicutes; 
104406 Bacteria_16S 


Clostridia; 
2844610 2844664 1 


CMN3 16S ribosomal RNA, partial sequence 


Spirochaetales; 


104406 Bacteria_16S 


strain GTC848 16S 
Firmicutes; 


fornicalis strain 


fornicalis Bacteria; 
104406 Bacteria_16S 


raffinosus strain 


raffinosus Bacteria; 
104406 Bacteria_16S 


Lactobacillales; 
104406 Bacteria_16S 


2924613 2924667 1 


ribosomal RNA, partial sequence 
Streptococcaceae; 


3009447 3009501 1 


Firmicutes; 
3024539 3024593 1 


Firmicutes; 
3033642 3033696 1 


Lactobacillales; 


Halanaerobiales; 


Lactobacillace 

54 gi| 219856896 
28410 

Halanaerobiace 

54 gi|219856894 


2844116 2845615 Borre 
Spirochaetaceae; Borrelia; Borrelia burgdorferi g 
219856840 
2924131 29254 


54 gi 
Streptococcus. 


54 gi 


54 gi 


54 gi 


cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 


cylindrosporum Bacteria; 
104406 Bacteria_16S 
strain M-29c 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 


Firmicutes; 
3038246 3038300 1 


Enterococcaceae; 


Clostridia; 


Clostridiales; 
gi 


54 


Vagococcus. 


2693690 26949 
Spirochaetaceae; Borrelia. 
219857185 


Paenibacillaceae; 
219856899 


219846917 
TV1018 16S ribosomal RNA, partial sequence 
Lactobacillales; Lactobacillacea 
219846907 
1789-79 16S ribosomal RNA, partial sequence 
Lactobacillales; Enterococcaceae 


219846900 


Cc 
219846897 
3037737 3039205 Vagococcus fluvialis Bacteria; 


59 Borrelia turcica Bacteria; 


ref |NR_024813.1| Lactobacillus 
2704122 2705627 Lactobacillus 
Lactobacillus. 


ref|NR_024808.1| Bacillus vietnamensis 
85 Bacillus vietnamensis Bacteria; 
ref|NR_024759.1| Paenibacillus 
2777747 2779208 Paenibacillus 
Paenibacillus. 
ref|NR_024718.1]| Lactobacillus 


2836503 2837908 Lactobacillus 
Lactobacillus. 

ref|NR_024715.1| Halanaerobium 

63 2842500 Halanaerobium fermentans 

ae; Halanaerobium. 

ref|NR_024713.1| Borrelia sinica strain 
lia sinica Bacteria; Spirochaetes; 

roup. 
ref|NR_024659.1 
69 Streptococcus 


Streptococcus peroris 
peroris Bacteria; 


ref|NR_026509.1| Lactobacillus 
3008942 3010362 Lactobacillus 

e; Lactobacillus. 

ref|NR_026499.1] Enterococcus 


3024035 3025459 Enterococcus 
; Enterococcus. 
ref|NR_026492.1| Clostridium 

3033166 3034644 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_026489.1| Vagococcus fluvialis 


104406 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


104406 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


104406 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


104406 Bacteria_16S 
16S ribosomal RNA, partial sequence 3066573 30679 


strain M663-98-1 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


104406 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


104406 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


104406 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


104406 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


104406 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


104406 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; Clost 


104406 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


104406 Bacteria_16S 


strain LMG 2142 1 
Proteobacteria; A 


104406 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


104406 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


104406 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


104406 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


104406 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


104406 Bacteria_16S 


congolense strain 
congolense Bacter 


104406 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


104406 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

3318120 3318174 1 54 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
3376034 3376088 1 54 gi 
senegalense strain DSM 7379 16S 


gi 


ubsp. 


Halanaerobiaceae; Halanaerobium. 
3501125 3501179 1 54 gi 
ridia; Clostridiales; 
3536085 3536139 1 


Clostridiaceae; 
54 gi 


lales; Bacillaceae; Bacillus. 
3609491 3609545 1 54 gi 
lales; Planococcaceae; Planococcus. 
3676253 3676307 1 54 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; 
3760009 3760063 1 54 
ribosomal RNA, partial sequence 
rochaetales; 
3832625 3832695 1 70 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 


gi 


104406 Bacteria_16S 
lacurosei strain H200 16S ribosomal RNA, 
Firmicutes; 


Bacteria; 


3841660 38417141 54 gi 


Clostridia; Halanaerobiales; 


Halanaerob 


complete sequence 


3090574 30919 


3314589 33160 
Spirocha 


eta. 
219846708 


3317638 33191 
Spirocha 


eta. 
219846666 
ribosomal 


senegalense Bacteria; 


219846575 


6S ribosomal RNA, partial sequence 3500724 35020 


Clostridiu 
219846552 


6S ribosomal RNA, partial sequence 3535585 35370 


219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


219846453 
sequence 

iales; Hal 
219846392 


3759507 37610 
Spirochaetaceae; Borrelia 


219846340 
38321 
Ruminococ 
219846334 
38411 


Halanaerobiaceae; 


3041290 3041344 1 54 gi| 219846895 |ref|NR_026487.1| Facklamia languida 
S ribosomal RNA, partial sequence 3040796 3042268 Facklamia languida Bacteria; 
bacillales; Aerococcaceae; Facklamia. 
3047404 3047458 1 54 gi|219846890|ref|NR_026482.1| Facklamia 
ain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
teria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
3048946 3049000 1 54 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
tes; Lactobacillales; Aerococcaceae; Eremococcus. 
3067079 3067133 1 54 gi|219846877|ref|NR_026469.1| Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


lales; Bacillales Family XI. Incertae Sedis; Gemella. 
3070014 3070068 1 54 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 
bacillales; Enterococcaceae; Vagococcus. 
3089639 3089693 1 54 gi|219846862|ref|NR_026454.1| Granulicatella 
ain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 
3091075 3091129 1 54 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 


90 Ignavigranum ruoffiae Bacteria; 


bacillales; Aerococcaceae; Ignavigranum. 

3140554 3140608 1 54 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
mal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
lales Family XI. Incertae Sedis; Gemella. 

3142113 3142167 1 54 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3164954 3165008 1 54 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

3180084 3180138 1 54 gi| 219846801 |ref|NR_026393.1| Facklamia hominis 
8 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

3202995 3203049 1 54 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 
ibosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

3204509 3204563 1 54 gi|219846785|ref|NR_026377.1| Treponema amylovorum 
ibosomal RNA, partial sequence 3204032 3205474 Treponema amylovorum Bacteria; 
rochaetales; Spirochaetaceae; Treponema. 

3261855 3261925 1 70 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
6S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

3315071 3315125 1 54 gi|219846710|ref|NR_026302.1| Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


ref|NR_026258.1| Halanaerobium 

RNA, partial sequence 3375527 3377012 
Firmicutes; Clostridia; 

ref|NR_026167.1| Clostridium celatum 

49 Clostridium celatum Bacteria; 

m. 

ref|NR_026144.1| Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


Halanaerobium 
4 Halanaerobium 


ref|NR_026044.1 

3675717 367724 
anaerobiaceae; Halanaerobium. 
ref|NR_025983.1| Borrelia coriaceae 
25 Borrelia coriaceae Bacteria; 


ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref|NR_025924.1| Halanaerobium 
23 3842666 Halanaerobium lacurosei 
Halanaerobium. 


Ruminococcus bromii 
coccus bromii Bacteria; 


104406 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


104406 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


104406 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


104406 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; S 


104406 Bacteria_16S 
adiacens strain G 


adiacens Bacteria 


104406 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


104406 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


104406 Bacteria_16S 


stackebrandtii st 
stackebrandtii Ba 


104406 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


104406 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


104406 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


104406 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


104406 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


104406 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


104406 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


104406 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


104406 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


104406 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


104406 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


104406 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


104406 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


3871957 3872011 1 54 

ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3873544 3873598 1 54 gi 
ribosomal RNA, partial sequence 

Bacillales; Bacillales Family XI. 
3896839 3896893 1 54 gi 
16S ribosomal RNA, partial sequen 
Lactobacillales; Enterococcaceae; 
3914916 39149701 54 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3916332 3916386 1 54 gi 


gi 


16S 


tes; I 


X-1 
tes; 


ce 
T. 


v 


pirochaetaceae; Borrelia; Borrelia bur 
3931894 3931948 1 54 gi 
IFU 12706 16S ribosomal RNA, complete 
Firmicutes; Lactobacillales; Carnoba 
3996573 3996643 1 70 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


se 
ct 


, 


ue 
a; 


3998067 3998137 1 70 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 
ia 


4043472 4043526 1 54 gi 
rain K22-03 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Planoc 
4131088 4131142 1 54 gi 
SF-57 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Marin 
4171225 4171279 1 54 gi 
S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 


s 
oc 


en 


ib 


Vagococcus. 


Se 


gd 


219846314 
3871442 38729 


dis; 


ncertae 


219846297 


38963 


quence 


nce 


219846226 


ence 


’ 


219846191 


equence 
caceae; 


219846126 


ce 41305 
acillus. 


219846099 
4170715 41722 


4207585 4207639 1 54 gi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
278807 278872 1 65 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
281756 281813 1 56 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

381753 381822 1 69 gi 
train DS-1 16S ribosomal RNA, partial 

acteria; Proteobacteria; Alphaproteoba 


se 
(ona 


592866 592935 1 69 gi 
W-51 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Sphingomon 
629333 629402 1 69 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

688417 688486 1 69 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
804835 804904 1 69 gi 


Rh 


eq 
ri. 


104406 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846070 


strain 41 16S ribosomal RNA, partial sequence 4207086 420854 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales 
ella. 

274259 274324 1 65 gi| 265678877 |ref|NR_029183.1 


273748 27524 


265678874 


27832 


265678872 
281272 28276 
Eubacteriu 
265678800 


quence 


eria; Rh 


265678657 


59240 
adales; 


265678631 
628893 63029 


odospiri 


265678590 


uence 
a; Desul 


265678509 
16S ribosomal RNA, partial sequence 804384 80579 


ridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

1073574 1073643 1 69 gi| 265678328 |ref|NR_028630.1 
ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosp 
acteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadacea 

1087053 1087120 1 67 gi|265678318|ref|NR_028620.1 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 
laceae; Bacillus. 

2278924 2278989 1 65 gi| 219857547 |ref|NR_025135.1 


etrageno 
219846284 
3914434 39158 
Borrelia 
219846283 
3915851 3917216 Borre 
orferi g 
219846272 


eriaceae 
219846227 


Sphingo 


Sphing 


ref |NR_025904.1 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref |NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025874.1 


bur 
ref 
lia 
roup. 
ref|NR_025862.1 

3931373 393277 
; Granulicatell 
ref|NR_025817.1 

3996136 399757 
monadales; Eryth 


gdorferi gro 
NR_025873.1 
turdi Bacter 


o@ 


ref|NR_025816.1 
3997630 399906 
omonadales; Eryt 


ref|NR_025781.1 
4042976 404443 
Planococcus. 
ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025689.1 


ref|NR_025660.1 


ref|NR_029180.1 
1 279763 Mycopl 
ref |NR_029178.1 
m. 
ref|NR_029105.1 


381306 382756 
izobiales; Phyll 


ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028936.1 


llaceae; Roseosp 
ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref|NR_028812.1 
1 Anaeroglobus 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella 
219846313 
38730 


Gemella haemolysans 
a haemolysans ATCC 10379 


Tetragenococcus 
enococcus muriaticus 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Granulicatella 
8 Granulicatella 


Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 


hrobacteraceae; 


Planococcus 
9 Planococcus 


Marinibacillus 
bacillus campisalis 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma gateae 
asma gateae Bacteria; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Novosphingobium 

hingobium hassiacum 
e; Novosphingobium. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 

Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Anaeroglobus geminatus 


geminatus Bacteria; 


Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Bacillus akibai strain 
ria; Firmicutes; 


Mycoplasma phocidae 


2278443 2279908 Mycoplasma phocidae Bacteria; 


104406 Bacteria_16S 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
104406 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


strain 3T 16S rib 
Tenericutes; Moll 


104406 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


104406 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


104406 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


104406 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


104406 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


104406 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


104406 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


104406 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


104406 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


104406 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


104406 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


104406 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


104406 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


104406 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


104406 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


104406 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


104406 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


104406 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


104406 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


104406 Bacteria_16S 
Kx156A7 16S ribosomal RNA, 


gastricus strain 
gastricus Bacteri 


Bacteria; 


2281946 2282011 1 65 


gi 


2477301 2477366 1 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478773 2478838 1 65 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480280 2480345 1 65 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481793 2481858 1 65 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484814 2484879 1 65 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486333 2486398 1 65 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487845 2487910 1 65 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489360 2489425 1 65 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2739289 2739354 1 65 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
3095593 3095666 1 73 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3240834 3240903 1 69 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3752424 3752489 1 65 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3771969 3772038 2 70 gi 
train H2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Deltaproteoba 


65 gi 


3995082 3995151 1 69 

ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
4183459 4183528 1 69 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
97323 97395 1 72 gi 
ain Bra2 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


gi 


185741 185797 1 56 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
283335 283438 1 103 gi 
in B54 16S ribosomal RNA, complete seq 
eria; Proteobacteria; Deltaproteobacte 


gi 


328977 329031 1 54 gi 
strain JW/Z-1 16S ribosomal RNA, parti 
Firmicutes; Clostridia; Clos 
acter. 

351798 351870 1 72 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
412651 412707 1 56 gi 
complete se 
Firmicutes; Lactobacillales; Lactob 


gi 


a; 


104406 Bacteria_16S 


2476824 24782 


2478295 24797 


2479798 24812 


2481316 24827 


2484337 24857 


2485849 24873 


2487368 24888 


2488881 24903 


3240430 32418 


3751943 37534 


3994645 39960 


185230 18674 


351363 35277 


219857545 
equence 
la 

219857398 


219857397 


219857396 


219857395 


219857393 


219857392 


219857391 


219857390 


219857161 
ce 27388 
S; 
219846858 
ence 30950 
dales; Suc 
219846760 


Thermobrac 
219846397 


219846383 
quence 
cteria; De 
219846228 


Erythrobac 
219846088 
quence 
ales; Pept 
265678998 
quence 
eria; 


Desu 
265678939 


elotrichac 
265678871 
uence 


ria; Desul 


265678841 
al sequenc 
tridiales; 


265678823 


biaceae; R 
265678779 
quence 

acillaceae 


417275 417343 1 68 gi 


smatacea 


Thermod 


ref|NR_025133.1 
2281465 228293 
e; Mycoplasma. 
ref|NR_024986.1 


ref|NR_024985.1 
ref 


NR_024984.1 


ref|NR_024983.1 


ref |NR_024981.1 


ref|NR_024980.1 


ref |NR_024979.1 


ref |NR_024978.1 


ref |NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026352.1 


hium. 
ref|NR_025988.1 


ref|NR_025974.1 
3771473 377289 
sulfuromonadales 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref |NR_029306.1 
96815 98277 
lfobacterales; 


rs 


D 
ref |NR_029247.1 


eae. 


foba 


ref 
e 328486 3 
Clostridia 


ref |NR_029128.1 


hodobium. 
ref |NR_029084.1 

412124 413673 
; Lactobacillus 


265678776 


formicigenes strain DV1184 16S ribosomal RNA, partial sequence 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 


Mycoplasma 
0 Mycoplasma 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Ruminobacter 

bacter amylophilus 
Ruminobacter. 
Thermobrachium celere 


’ 


33 Thermobrachium celere Bacteria; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Geobacter 
0 Geobacter 
Geobacteraceae; 


v 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Sedimentibacter 
Sedimentibacter 


amily XI. Incertae 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Lactobacillus 
Lactobacillus 


ref|NR_029081.1 
416856 418235 


Tepidibacter 
Tepidibacter 


104406 Bacteria_ 


strain JR 16S rib 


Deferribacteres; 
104406 Bacteria_ 


strain TH-3 16S r 


104406 Bacteria_ 


strain 3-p 16S ri 
Proteobacteria; Alphaproteobacteria; 


104406 Bacteria_ 


strain Kl 16S rib 
D 


Proteobacteria; 
104406 Bacteria_ 


strain SJ 16S rib 
D 


Proteobacteria; 
104406 Bacteria_ 


hydrothermalis st 
hydrothermalis Ba 


ibosomal RNA, partial sequence 


714920 71638 


16S 542889 542957 1 68 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
osomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacterales; Deferribacteraceae; Deferribacter. 

16S 715372 715444 1 72 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
16S 742998 743066 1 68 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
bosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 

Rhodospirillales; Rhodospirillaceae; Rhodocista. 

16S 859602 859674 1 72 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
osomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
16S 936087 936159 1 72 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
osomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
eltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
16S 1060128 1060196 1 68 gi|265678337|ref|NR_028639.1| Marinithermus 
rain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 
16S 1083941 1084009 1 68 gi|265678320|ref|NR_028622.1| Sphingobium amiense 


104406 Bacteria_ 


strain Y 16S ribo 
Alphaproteobacter 


104406 Bacteria_ 


dehalogenans 2CP- 
P 


2CP-1 Bacteria; 
Anaeromyxobacter. 
104406 Bacteria_ 


DSM 18053 16S rib 
Bactero 


Bacteria; 
104406 Bacteria_ 


niigataensis stra 
niigataensis Bact 


104406 Bacteria_ 


aminovorans strai 
aminovorans Bacte 


104406 Bacteria_ 


16S ribosomal RNA, partial sequence 
Clost 


Clostridia; 
104406 Bacteria_ 


melanesiensis str 
melanesiensis BI4 
104406 Bacteria_1 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


104406 Bacteria_1 
strain S-3 16S ri 
Proteobacteria; Alphaproteobacteria; 
104406 Bacteria_1 
VKM B1479 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
104406 Bacteria_1 
doebereinerae str 


doebereinerae Bac 
Azospirillum. 


104406 Bacteria_16S 
ferrugineus strai 
ferrugineus Bacte 


Cystobacteraceae; 


104406 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
104406 Bacteria_16S 
strain CH 16S rib 


Tenericutes; Moll 


104406 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


104406 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


104406 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


ia; 
16S 


Sphingomonadales; 
1120381 1120449 1 68 gi 
1 16S ribosomal RNA, partial sequence 


16S 1199073 1199113 1 

osomal RNA, partial sequence 
idetes; Sphingobacteria; Sphingobacter 
16S 1238380 1238452 1 72 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
16S 1239896 1239968 1 72 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
16S 1265366 1265422 1 56 gi 


41 gi 


ridiales; Clostridiaceae; Clostridium. 
16S 1332111 1332179 1 68 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
6S 1407469 1407537 1 68 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


6S 1413530 1413598 1 68 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
6S 1650135 1650207 1 72 gi 
osomal RNA, partial sequence 


6S 1969651 1969719 1 68 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


1986709 1986813 1 

n Cb fel8 16S ribosomal RNA, 
ria; Proteobacteria; 
Cystobacter. 
2151157 2151225 1 68 
ribosomal RNA, partial sequence 


104 gi 
complete 
Deltaproteobacter 


gi 


Sphingomonadales; 
2210239 2210295 1 56 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2430357 2430425 1 68 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2483302 2483366 1 64 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


roteobacteria; Deltaproteobacteria; My 


somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadacea 


e; 
228716127 
11198 


228715480 


1198618 12000 
Fle 


iales; 
219878163 
sequence 
ria; 
219878162 
equence 
ia; 
219846539 


1413085 14145 


Sphingomon 
219878442 


1649700 16511 


obacterace 
219878215 
equence 

eria; Rhod 


219878204 
sequence 
ia; Myxoco 


v 


219857634 


2150729 21521 


Erythrobac 
219857592 


2209746 22112 


219857437 
quence 

diales; Ru 
219857394 


2482825 24842 


2490871 2490935 1 64 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857389 


Sphingo 


xococcales 


Rhizo 


Rhizob 


gobium amiense B 
bium. 
ref |NR_027547.1 
56 1121404 Anaero 


; Cystobacterine 


acteria; Proteobacteria; 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


fermentans 
18053 


ref|NR_027533.1| Dyadobacter 
10 Dyadobacter fermentans DSM 
xibacteraceae; Dyadobacter. 
ref|NR_025302.1| Aminobacter 
1237929 1239394 Aminobacter 
biales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025301.1| Aminobacter 
1239445 1240914 Aminobacter 
iales; Phyllobacteriaceae; Aminobacter. 
ref|NR_026131.1| Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


228721494|ref|NR_027617.1| Thermosipho 

equence 1331586 1333097 Thermosipho 

s; Thermotogaceae; Thermosipho. 

219846657 |ref|NR_026249.1| Sphingobium 

artial sequence 1407032 1408473 Sphingobium 
acteria; Sphingomonadales; Sphingomonadaceae; 
224581449 |ref|NR_027233.1| Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 

adaceae; Sphingobium. 

ref|NR_025581.1| Labrys monachus strain 

41 Labrys monachus Bacteria; 

ae; Labrys. 

ref|NR_025354.1 
1969231 197053 

ospirillales; Rh 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


Cystobacter 
9 Cystobacter 
terineae; 


ref|NR_025223.1] Porphyrobacter cryptus 
42 Porphyrobacter cryptus Bacteria; 
teraceae; Porphyrobacter. 
ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


ref|NR_025025.1 

2429869 243135 
minococcaceae; Papillibacter. 
ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


Papillibacter 
9 Papillibacter 


ref|NR_024977.1| Mycoplasma anseris 


2490394 2491854 Mycoplasma anseris Bacteria; 


104406 Bacteria_16S 
strain ILE-3 16S 
Synergistetes; Sy 
104406 Bacteria_16S 
strain Se-1 16S r 
Deinococcus-Thermus; 
104406 Bacteria_16S 
haemolyticum stra 
haemolyticum Bacteria; 
104406 Bacteria_16S 

strain IHB1 16S r 
Thermotogae; Ther 
104406 Bacteria_16S 
strain I50 16S ri 


2560139 2560206 1 67 


ribosomal RNA, partial sequence 
nergistia; 


Synergistales; 


2629391 2629459 1 68 


ibosomal RNA, partial sequence 
Deinococci; 


Thermales; 


2793132 2793188 1 56 


in ATCC9650 16S ribosomal RNA, partial 


Firmicutes; Clostridia; 
2827867 2827935 1 68 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 


3030582 3030638 1 56 


bosomal RNA, partial sequence 


Synergistace 


gi|219857337 


ae; 
gi|219857239 
Thermus. 
219857121 
sequence 
iales; 
219856905 


gi 
Clostrid 
gi 


gi| 219846903 


3030089 30315 


2559665 25611 
Aminob 


2628913 26303 
Thermaceae; 
Clo 


2827347 28288 


ref|NR_024925.1 


rium. 
NR_024867.1 


acte 
ref 


ref |NR_024749.1 

2792664 279412 
stridiaceae; 
ref |NR_024726.1 


ref |NR_026495.1 


Clo 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Clostridium 
8 Clostridium 
stridium. 
Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

104406 Bacteria_16S 3110491 3110559 1 68 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 
104406 Bacteria_16S 3243944 3244012 1 68 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 

104406 Bacteria_16S 3311993 3312061 1 68 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

104406 Bacteria_16S 3529997 3530053 1 56 gi|219846556|ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 3583367 3583423 1 56 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 3597253 3597293 1 41 gi|219846509|ref|NR_026101.1| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

104406 Bacteria_16S 3788541 3788605 1 64 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

104406 Bacteria_16S 3800588 3800660 1 72 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium ciceri Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

104406 Bacteria_16S 3876637 3876705 1 68 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

104406 Bacteria_16S 3940519 3940591 1 72 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

104406 Bacteria_16S 3967296 3967368 1 72 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

104406 Bacteria_16S 3968799 3968867 1 68 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
104406 Bacteria_16S 3977533 3977601 1 68 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

104406 Bacteria_16S 4035944 4036012 1 68 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
104406 Bacteria_16S 4236435 4236475 1 41 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

104406 Bacteria_16S 5037 5104 1 67 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

104406 Bacteria_16S 6499 6566 1 67 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

104406 Bacteria_16S 7956 8023 1 67 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


104406 Bacteria_16S 62597 62664 1 67 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
104406 Bacteria_16S 77599 77666 ss 67 gi| 265679012 |ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 770390 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

104406 Bacteria_16S 130882 130949 1 67 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

104406 Bacteria_16S 161341 161408 1 67 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 165978 166045 1 67 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 182599 182666 1 67 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 197869 197936 1 67 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 199498 199565 1 67 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

104406 Bacteria_16S 251758 251825 1 67 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

104406 Bacteria_16S 253233 253300 1 67 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

104406 Bacteria_16S 260587 260654 1 67 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
104406 Bacteria_16S 272678 272745 1 67 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

104406 Bacteria_16S 280265 280332 1 67 gi| 265678873 |ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

104406 Bacteria_16S 318207 318274 1 67 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
104406 Bacteria_16S 319644 319711 1 67 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

104406 Bacteria_16S 350365 350432 1 67 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

104406 Bacteria_16S 438931 438998 1 67 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

104406 Bacteria_16S 477019 477086 1 67 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
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6N 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


219878118 


Rhodoba 
219878292 


ref |NR_026067.1 
hizobium/Agrobac 
ref|NR_025252.1 

1514694 151610 
zobiales; Phyllo 


ref|NR_025194.1 
1516159 151759 
sulfobacterales; 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


v 


ref |NR_025626.1 
33 Bacillus humi 
ref |NR_025605.1 
aceae; Woodshole 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref |NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 


ref|NR_025456.1 
1827843 182926 
cterales; Hyphom 
ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025430.1 

1864353 186588 
pirillales; Halo 


ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 


ceae; Hyphomonas 
ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 

ref|NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


Bartonella. 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025262.1 

2097632 209908 
biales; Phylloba 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Methylocella tundrae 


tundrae Bacteria; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Oceanicaulis 
6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Mesorhizobium 
izobium chacoense 
esorhizobium. 

Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Nitratireductor 
7 Nitratireductor 
cteriaceae; 


ref|NR_025257.1 


Desulfonauticus 


2102211 2103776 Desulfonauticus submarinus 


Desulfovibrionales; 


Desulfohalobia 


ceae; Desulfonauticus. 


104406 Bacteria_16S 2113269 2113336 1 67 gi 
pentaromativorans strain US6-1 16S ribosomal RNA, parti 
pentaromativorans Bacteria; Proteobacteria; Alphaproteo 


Novosphingobium. 
104406 Bacteria_16S 2152621 2152688 1 
inexpectatum strain FRR- 
inexpectatum Bacteria; P 
Albidovulum. 
104406 Bacteria_16S 2158620 2158687 1 67 gi 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaprote 
Paracoccus. 
104406 Bacteria_16S 2245013 2245080 1 67 gi 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
Rhizobium. 
104406 Bacteria_16S 2325758 2325825 1 67 gi 
stercorarium subsp. leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 
Clostridiaceae; Clostridium. 
104406 Bacteria_16S 2334805 2334872 1 67 
strain DM12 16S ribosomal RNA, partial sequence 


67 gi 
10 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


gi 


al 
ba 


eq 
ri 


ob 


le 


ri 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


219857659 
cteria; 
219857633 
uence 
a; 
219857629 
p 
acteria; 
219857569 


Ss; 


219857512 
bosomal 


219857505 


2334350 23357 


sequenc 


Rhodo 


artial s 


22445 
Rhizo 


ref 
e 2 


ref 
2 


ref 


ref 


ref 


RNA, 


ref 


Sphi 


bact 


eque 


Rho 


biac 


NR_025248.1 
112812 211429 
ngomonadale 


22.1 
0 


NR_0252 
152193 21536 
erales; Rho 


NR_025218.1 
nce 215819 


NR_025157.1 


78 2245989 Rhizob 
Rhizobi 


eae; 


NR_025100.1 
partial se 


NR_025093.1 


s 


dobacterales 


q 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 

Albidovulum 
1 Albidovulum 
obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


v 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Clostridium 
uence 2325260 2326777 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

104406 Bacteria_16S 2336210 2336277 1 67 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

104406 Bacteria_16S 2340722 2340789 1 67 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

104406 Bacteria_16S 2395365 2395432 1 67 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

104406 Bacteria_16S 2434939 2435006 1 67 gi|219857431|ref|NR_025019.1] Clostridium 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 2463712 2463779 1 67 gi| 219857407 |ref|NR_024995.1]| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 2536281 2536348 1 67 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

104406 Bacteria_16S 2537640 2537707 1 67 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

104406 Bacteria_16S 2539044 25391111 67 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 2539930 Hyphomonas hirschiana Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

104406 Bacteria_16S 2540374 2540441 1 67 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

104406 Bacteria_16S 2541779 2541846 1 67 gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 2542665 Hyphomonas adhaerens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

104406 Bacteria_16S 2558604 2558671 1 67 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

104406 Bacteria_16S 2566270 2566337 1 67 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

104406 Bacteria_16S 2623185 2623252 1 67 gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

104406 Bacteria_16S 2630888 2630955 1 67 gi|219857238|ref|NR_024866.1| Methylarcula terricola 


strain hl 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
104406 Bacteria_16S 2785724 2785791 1 67 gi 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, part 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicy 


ia 
cl 


104406 Bacteria_16S 2878881 2878948 1 67 gi 


2630432 26317 
ho 


dobacter 
219857126 
1 sequen 
obacilla 


acea 
ref 


ceae 


219856872 


ref 


92 Methylarcula 


ce 2785219 27867 


e; Methylarc 
NR_024754.1 
3 
; Alicycloba 
NR_024691.1 


terricola Bacteria; 


ula. 

Alicyclobacillus 

5 Alicyclobacillus 
cillus. 

Bacillus flexus strain 


IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 


104406 Bacteria_16S 
carotinifaciens s 
carotinifaciens B 
Paracoccus. 

104406 Bacteria_16S 


104406 Bacteria_16S 
larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobacterium 
104406 Bacteria_16S 


polyendosporus Bacteria; 
104406 Bacteria_16S 
strain K 16S ribo 


104406 Bacteria_16S 
strain ORS 992 16 


104406 Bacteria_16S 
pantotrophus stra 


Paracoccus. 
104406 Bacteria_16S 


Paracoccus. 
104406 Bacteria_16S 
strain DSM 11603 16S rib 


104406 Bacteria_16S 
strain N2 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 


104406 Bacteria_16S 
zavarzinii strain ZV-622 
zavarzinii Bacteria; Pro 
104406 Bacteria_16S 
hollandicum strain IFAM 
hollandicum Bacteria; Pr 
Hyphomicrobium. 
104406 Bacteria_16S 
plurifarium strain LMG 1 
plurifarium Bacteria; Pr 
Mesorhizobium. 
104406 Bacteria_16S 
sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 
104406 Bacteria_16S 
strain NCTC 9810 
Firmicutes; Clostridia; 
104406 Bacteria_16S 

strain DSM 10020 
Firmicutes; Clostridia; 
104406 Bacteria_16S 

DSM 10228 16S ribosomal 
Firmicutes; Clostridia; 
104406 Bacteria_16S 

strain DSM 3662 1 
Firmicutes; Clostridia; 
104406 Bacteria_16S 

strain DSM 8239 1 
Firmicutes; Clostridia; 
104406 Bacteria_16S 

fimetarium strain 
fimetarium Bacteria; 
104406 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
104406 Bacteria_16S 


Firm 


2925975 2926042 1 
train E-396 16S ribosomal RNA, 
acteria; Proteobacteria; Alphaproteoba 


2965224 2965291 1 
strain S37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
2994167 2994234 1 
n AF3.10 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacter 


3029059 3029126 1 
polyendosporus strain PS-1 16S ribosomal RNA, partial s 
Clostridia; 
3071459 3071526 1 67 
somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
3075927 3075994 1 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
3085144 30852111 
in ATCC 35512 16S ribosomal RNA, parti 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacte 


3086589 3086656 1 
denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacter 


3106059 3106126 1 


3107536 3107603 1 


3127138 3127205 1 


3131535 3131602 1 
1892 16S ribosomal RNA, 
oteobacteria; Alphaproteobacter 


3197077 31971441 
RB16-17 16S ribosomal RNA, partial seque 
a; Proteobacteria; Alphaproteobacteria; 


3228675 3228742 1 
16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Fami 
3231664 32317311 67 
16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fami 


3264899 3264966 1 67 


3274004 32740711 
6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 
3275513 3275580 1 67 
6S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 
3277032 3277099 1 67 
DSM 8238 16S ribosomal RNA, partial s 
Firmicutes; 

3278541 3278608 1 
DSM 8237 16S ribosomal RNA, partial sequence 
Clostridial 


3281579 3281646 1 67 


group; Agrobacterium. 


Firmicutes; 


RNA, complete sequence 


Clostridiales; 


Clostridiales; 


RNA, partial sequence 


Clostridiales; 


Clostridiales; 


Clostridiales; 


Clostridia; 


icutes; Clostridia; 


67 


67 


67 


67 


67 


67 


67 


67 
osomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


67 


Rhodobacterales; 
67 

16S ribosomal RNA, partial sequence 
teobacteria; Alphaproteobacteri 
3128626 3128693 1 
KB-677 16S ribosomal RNA, parti 
oteobacteria; Alphaproteobacter 


67 


67 


67 


67 


Clostridiaceae; 
67 


Clostridia 
67 


219856839 
e sequence 
cteria; Rh 


gi 
complet 


gi| 219856812 
2964771 29662 
Sphingomon 
gi| 219846927 


ia; Rhizob 
219846904 
equence 

idiales; C 
219846874 


gi 


Clostr 
gi 


rinckiacea 
gi|219846871 
3075492 30769 
aceae; R 
219846865 
al sequenc 
ria; Rhodo 


gi 


gi| 219846864 


ia; Rhod 


gi|219846851 
Phyllobacteriac 
gi|219846850 
3107102 31085 
Rhodobacter 
gi| 219846837 
a; Rhizobi 
219846836 
al sequenc 
ia; Rhizob 


gi 


219846834 
sequence 
ia; Rhizob 


gi 
partial 


219846790 
nce 


gi 


gi|219846768 
ly XI. I 
gi|219846766 
ly XI. I 
gi|219846744 
3264433 32658 
cl 


gi|219846738 


gi|219846737 
Acetobacte 
219846736 
equence 

les; Eubac 
219846735 


gi 


gi 


es; 


Sphingomonadales; 


ncertae Sedis; 


ostridium. 


Eubacterium. 


rium. 


teri 


Eubacteriaceae; 


ref|NR_024658.1] Paracoccus 
2925520 2926971 Paracoccus 
odobacterales; Rhodobacteraceae; 


ref|NR_024631.1| Sphingopyxis chilensis 
22 Sphingopyxis chilensis Bacteria; 
adaceae; Sphingopyxis. 

ref|NR_026519.1| Agrobacterium 

2993732 2995168 Agrobacterium 

iales; Rhizobiaceae; 


NR_026496.1| Anaerobacter 

3028583 3030038 Anaerobacter 
lostridiaceae; Anaerobacter. 
ref|NR_026466.1| Methylocella palustris 
locella palustris Bacteria; 

e; Methylocella 
ref|NR_026463.1| Rhizobium undicola 

24 Rhizobium undicola Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026457.1| Paracoccus 

e 3084717 3086111 Paracoccus 

bacterales; Rhodobacteraceae; 


ref|NR_026456.1] Paracoccus 
3086162 3087556 Paracoccus 
obacterales; Rhodobacteraceae; 
ref|NR_026443.1| Aquamicrobium defluvii 
51 Aquamicrobium defluvii Bacteria; 
eae; Aquamicrobium. 
ref|NR_026442.1| Rhodovulum robiginosum 
15 Rhodovulum robiginosum Bacteria; 
aceae; Rhodovulum. 
ref|NR_026429.1| Hyphomicrobium 
3126704 3128141 Hyphomicrobium 
ales; Hyphomicrobiaceae; Hyphomicrobium. 
ref|NR_026428.1| Hyphomicrobium 
e 3128192 3129616 Hyphomicrobium 
iales; Hyphomicrobiaceae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


ref|NR_026426.1 
131100 313253 


iales; Phyllobac 


Ww 


ref |NR_026382.1| Sandaracinobacter 
196654 3198070 Sandaracinobacter 


Sphingomonadaceae; 


Ww 


ref|NR_026360.1| Anaerococcus octavius 
00 Anaerococcus octavius Bacteria; 


ncertae Sedis; Anaerococcus. 


ref |NR_026358.1| Peptoniphilus harei 
56 Peptoniphilus harei Bacteria; 
Peptoniphilus. 

ref |NR_026336.1| Clostridium vincentii 
96 Clostridium vincentii Bacteria; 


ref |NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 


ref |NR_026329.1| Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 


ref|NR_026328.1| Acetobacterium 
3276555 3278023 Acetobacterium 

aceae; Acetobacterium. 

ref |NR_026327.1| Acetobacterium 
3278074 3279532 Acetobacterium 

Acetobacterium. 


gi|219846733 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 


carbinolicum Bacteria; F 


irmicutes; Clostridia; 


Clostridiales; 


ref|NR_026325.1| Acetobacterium 
3281102 3282570 Acetobacterium 


Eubacteriaceae; Acetobacterium. 


104406 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


104406 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


104406 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


104406 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


104406 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


104406 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


104406 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


104406 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


104406 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


104406 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


Clostridiaceae; C 


104406 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


104406 Bacteria_16S 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; S 
Sinorhizobium. 

104406 Bacteria_16S 3631999 3632066 1 67 gi|219846484 
strain Dfrl 16S ribosomal RNA, partial sequence 3631486 36329 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacte 
104406 Bacteria_16S 3645681 3645748 1 67 gi|219846474 


strain USDA 1844 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
104406 Bacteria_16S 3654855 3654922 1 67 gi|219846468 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Amaricoccus. 

104406 Bacteria_16S 3656332 3656399 1 67 gi| 219846467 
strain H152 16S ribosomal RNA, partial sequence 3655877 36573 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
104406 Bacteria_16S 3683756 3683823 1 67 gi|219846448 


strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 0 
104406 Bacteria_16S 3689877 3689944 1 67 gi|219846444 


strain UIA 16S ri 
Tenericutes; Moll 


3283103 32831701 67 gi| 219846732 
DSM 1911 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Clostridiales; Eubact 
3284628 3284695 1 67 gi| 219846731 


6S ribosomal RNA, partial sequence 3284145 32856 
ridia; Clostridiales; Eubacteriaceae; Acetobacte 
3286135 3286202 1 67 gi| 219846730 
16S ribosomal RNA, partial sequence 3285670 32871 
ridia; Clostridiales; Clostridiaceae; Clostridiu 
3372963 3373001 1 39 gi| 219846668 
DSM 6640 16S ribosomal RNA, partial sequence 

a; Firmicutes; Clostridia; Halanaerobiales; Halo 
3520889 3520956 1 67 gi|219846562 
in DSM 2377 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Deltaproteobacteria; Desul 


3528499 3528566 1 67 gi| 219846557 
6S ribosomal RNA, partial sequence 3528019 35294 
ridia; Clostridiales; Clostridiaceae; Clostridiu 
3550050 35501171 67 gi| 219846543 
rain ATCC 25780 16S ribosomal RNA, partial seque 
cteria; Firmicutes; Clostridia; Clostridiales; C 
3577332 3577399 1 67 gi|219846524 
216 16S ribosomal RNA, complete sequence 35769 
acteria; Alphaproteobacteria; Rhizobiales; Brady 
3578796 3578863 1 67 gi| 219846523 
IFAM 1003 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; Rhizobi 
3581816 3581883 1 67 gi|219846521 
p. thermolacticum strain TX41 16S ribosomal RNA, 


lostridium. 

3594187 3594254 1 67 gi|219846512 
ain DSM 1351 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Clostridia; Clostridiales; Cl 

3603431 3603498 1 67 gi|219846504 


16S ribosomal RNA, partial sequence 3645244 36466 


bosomal RNA, partial sequence 3689398 36908 
icutes; Mycoplasmataceae; Mycoplasma. 


104406 Bacteria_16S 3885951 3886018 1 67 gi| 219846305 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; De 
Geobacter. 

104406 Bacteria_16S 3893666 3893733 1 67 gi|219846299 
strain F9251 16S ribosomal RNA, partial sequence 3893217 38946 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
104406 Bacteria_16S 3898328 3898395 1 67 gi| 219846296 
strain B9 16S ribosomal RNA, partial sequence 3897893 38992 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
104406 Bacteria_16S 3936193 3936260 1 67 gi| 219846268 


thiocyanatus stra 


ref |NR_026324.1 
3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


rium. 
ref |NR_026322.1 


m. 
ref|NR_026260.1 

3372496 337395 
bacteroidaceae; 


furomonadal 


ref|NR_026149.1 
m. 
ref 
nce 


NR_026135.1 
354957 
lostridiaceae; C 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref|NR_026113.1 
partial sequenc 


ref |NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref |NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 
ref|NR_026076.1 
race 
ref 


ae; Geobacte 
NR_026066.1 


hizobium/Agrobac 
ref|NR_026060.1 
3654403 365582 
obacterales; Rho 
ref|NR_026059.1 
hizobium/Agrobac 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref|NR_026035.1 


ref|NR_025895.1 

3885428 388697 
sulfuromonadales 
ref|NR_025889.1 


tonella. 
NR_025886.1 


Bar 
ref 


aceae; Ahrensia 
ref |NR_025858.1 


in THI 011 16S ribosomal RNA, partial sequence 


Clostridia; 


Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 

Pelobacter 
2 Pelobacter 
elobacteraceae; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
2 3551038 Clostridium 
lostridium. 
Blastobacter 
bacter capsulatus 
astobacter. 
Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Clostridium 
e 3581316 3582832 
Clostridiales; 


Clostridium 
3 Clostridium 
ostridium. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


rs 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Amaricoccus 

6 Amaricoccus 

dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Geobacter 
3 Geobacter 
Geobacteraceae; 


’ 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Paracoccus 


3935756 393713 


9 Paracoccus 


thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


104406 Bacteria_ 


strain DM-82 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
104406 Bacteria_ 
sulfidophilum str 
Proteob 


Bacteria; 


104406 Bacteria_ 


strain MB-G2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
104406 Bacteria_ 
capsulatum strain 
capsulatum Bacter 


Novosphingobium. 


104406 Bacteria_ 
salexigens strain 
Proteob 


Bacteria; 


104406 Bacteria_ 
rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 
104406 Bacteria_ 
strain gal 1261 1 


104406 Bacteria_ 
flavimaris strain 
flavimaris Bacter 


Sphingopyxis. 


104406 Bacteria_ 


Bacillales; 


104406 Bacteria_ 
strain 653 16S ri 
Clost 


Firmicutes; 


104406 Bacteria_ 
strain SS 1019 16 
Lacto 


Firmicutes; 


104406 Bacteria_ 
brennaborense str 
brennaborense Bac 
104406 Bacteria_ 
asaccharolytica s 
asaccharolytica B 


Sphingomonas. 


104406 Bacteria_ 
succinivorans str 
succinivorans Bac 
104406 Bacteria_16S 
strain Z-7937 16S 


Firmicutes; 


Firmicutes; 


sanfranciscensis 
sanfranciscensis 


104406 Bacteria_16S 
collagenovorans s 
collagenovorans B 
104406 Bacteria_16S 
argentinense stra 
argentinense Bacteria; 
104406 Bacteria_16S 

beijerinckii stra 
beijerinckii Bact 
104406 Bacteria_16S 
modestum strain G 
modestum Bacteria 
104406 Bacteria_16S 


strain SEBR 7054 
Thermotogae; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

16S 4000989 4001056 1 67 gi|219846224|ref|NR_025814.1| Sphingopyxis 

SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 

ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
16S 4040481 4040552 1 70 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 

R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
laceae; Bacillus. 
16S 26236 26290 1 54 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
bosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 30867 30921 1 54 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
bacillales; Aerococcaceae; Facklamia. 
16S 35306 35360 1 54 gi|265679040|ref|NR_029348.1| Treponema 
ain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
teria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
16S 67131 67201 1 70 gi|265679019|ref|NR_029327.1| Sphingomonas 
train Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
16S 70144 70198 1 54 gi|265679017|ref|NR_029325.1| Schwartzia 
ain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
teria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 
91021 91075 1 54 gi|265679002|ref|NR_029310.1| Natroniella acetigena 

ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

94193 94247 1 54 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
bosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

164414 164468 1 54 gi|265678953|ref|NR_029261.1| Lactobacillus 
strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

187286 187340 1 54 gi|265678938|ref|NR_029246.1| Clostridium 
train SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

207289 207343 1 54 gi|265678924|ref|NR_029232.1| Clostridium 
in ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

210395 210449 1 54 gi| 265678922 |ref|NR_029230.1| Clostridium 
in McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

231649 231703 1 54 gi|265678908|ref|NR_029216.1| Propionigenium 
ra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

247201 247255 1 54 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 
16S ribosomal RNA, partial sequence 246697 248217 Thermotoga hypogea Bacteria; 

Thermotogales; Thermotogaceae; Thermotoga. 
339955 340009 1 54 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 


104406 Bacteria_16S 


strain S-182 16S 
Firmicutes; 


Bacil 


Clost 
104406 Bacteria_16S 
strain KPA 16S ri 
Lacto 
104406 Bacteria_16S 


Lactobacillales; 


16S 3937627 3937694 1 67 
ribosomal RNA, partial sequence 


gi 


16S 3953836 3953903 1 67 gi 
acteria; Alphaproteobacteria; Rhodobac 
16S 3955275 3955342 1 67 gi 


ribosomal RNA, partial sequence 


16S 3965783 3965850 1 67 gi 
GIFU 11526 16S ribosomal RNA, partial 


16S 3970248 3970315 1 67 gi 
acteria; Alphaproteobacteria; Rhodobac 
16S 3974626 3974693 1 67 gi 

IAM 14222 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
16S 3980196 3980263 1 


67 gi 


3937190 39385 
dobacter 


ain W4 16S ribosomal RNA, partial sequ 


3954838 39562 
dobacter 


ia; Proteobacteria; Alphaproteobacteri 


WS 68 16S ribosomal RNA, partial sequ 


complete 


6S ribosomal RNA, partial sequence 3979744 39812 


219846267 


219846256 
ence 39533 
terales; 
219846255 


219846248 
sequence 
a; 


219846245 
ence 39698 
terales; 

219846242 
sequence 
a; Rhizobi 


219846238 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


Rhodo 


Sphingomona 


R 


ref|NR_025857.1| Paracoccus aminovorans 

74 Paracoccus aminovorans Bacteria; 

aceae; Paracoccus. 

ref|NR_025846.1] Rhodovulum 

99 3954787 Rhodovulum sulfidophilum 

bacteraceae; Rhodovulum. 

ref|NR_025845.1| Rhodovulum strictum 

24 Rhodovulum strictum Bacteria; 

aceae; Rhodovulum. 

ref|NR_025838.1| Novosphingobium 
3965346 3966788 Novosphingobium 

dales; Sphingomonadaceae; 


Rhodothalassium 

halassium salexigens 
Rhodothalassium. 
Agrobacterium 

6 Agrobacterium 

ae; 


ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref |NR_025832.1 

3974188 397555 
ales; Rhizobiace 


v 


ref|NR_025828.1| Rhizobium galegae 
09 Rhizobium galegae Bacteria; 


339450 340885 Pediococcus parvulus Bacteria; 
Pediococcus. 


104406 Bacteria_ 


saerimneri strain 
saerimneri Bacter 


104406 Bacteria_ 


strain CS1 16S ri 
Lacto 


Firmicutes; 
104406 Bacteria_ 
variabile strain 
Bacteria; 
104406 Bacteria_ 


versmoldensis str 
versmoldensis Bac 


104406 Bacteria_ 


strain GraTa 2 16 
Fus 


Fusobacteria; 
104406 Bacteria_ 


strain VPB 4027 1 
Fus 


Fusobacteria; 
104406 Bacteria_ 


strain CK55 16S r 
Clost 
104406 Bacteria_16S 
strain MV1075 16S 
Ther 
104406 Bacteria_16S 
strain CK74 16S r 
Clost 
104406 Bacteria_16S 
suicloacalis stra 
suicloacalis Bact 
104406 Bacteria_16S 


Firmicutes; 


Thermotogae; 


Firmicutes; 


strain S-743 16S 


Tenericutes; Moll 
104406 Bacteria_16S 


ingluviei strain 
Bacteria; 


strain OS Hl 16S 
Firmicutes; 


strain Z-7191 16S 


Firmicu 


Firmicu 
104406 Bacteria_16S 


Clost 
104406 Bacteria_16S 
gasicomitatum str 
gasicomitatum LMG 
104406 Bacteria_16S 


16S 411051 411105 1 54 gi 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
16S 513895 513949 1 54 gi 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
16S 539843 539881 1 39 gi 
BI 114 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
16S 550628 550682 1 54 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
16S 626266 626320 1 54 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
16S 633882 633936 1 54 gi 


obacteriales; 
16S 


Fusoba 
gi 


Fusobacteriaceae; 
652158 652212 1 54 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
670223 670261 1 39 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
683765 683819 1 54 gi 
ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 633402 63487 


651676 65311 
Clostridiu 


265678602 


669757 67122 


265678593 


683287 68472 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


849874 85135 


890778 89219 


265678780|ref|NR_029085.1| Lactobacillus 

uence 410506 412073 Lactobacillus 

bacillaceae; Lactobacillus. 

265678709|ref|NR_029014.1| Lactobacillus rossiae 
513446 514813 Lactobacillus rossiae Bacteria; 

illus. 

265678692|ref|NR_028997.1| Subdoligranulum 

ence 539384 540811 Subdoligranulum variabile 

coccaceae; Subdoligranulum. 

265678685 |ref|NR_028990.1| Lactobacillus 

quence 550095 551652 Lactobacillus 

ctobacillaceae; Lactobacillus. 

265678634|ref|NR_028939.1| Ilyobacter tartaricus 
625776 627290 Ilyobacter tartaricus Bacteria; 

cter. 

265678628 |ref|NR_028933.1| Fusobacterium equinum 

3 Fusobacterium equinum Bacteria; 
cterium. 
265678615|ref|NR_028920.1| Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 
m. 
ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 


ref|NR_028898.1| Clostridium acidisoli 
3 Clostridium acidisoli Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
772556 772610 1 54 gi|265678531|ref|NR_028835.1]| Atopostipes 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 
780323 780377 1 54 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 


eplasma. 


807948 808002 1 54 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
tes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

850367 850405 1 39 gi|265678479|ref|NR_028782.1| Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


ridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
856484 856538 1 54 gi|265678474|ref|NR_028777.1| Leuconostoc 
ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 
891255 891309 1 54 gi|265678450|ref|NR_028752.1| Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

104406 Bacteria_16S 926877 926947 1 70 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

104406 Bacteria_16S 939133 939171 1 39 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 


strain BT-H1 16S 


ribosomal RNA, complete sequence 


938639 94015 


5 Heliorestis daurensis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

104406 Bacteria_16S 977604 977658 1 54 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

104406 Bacteria_16S 1070656 1070726 1 70 gi|265678330|ref|NR_028632.1| Tistrella mobilis 


strain JCM 21370 


strain M 6 A9 16S 
Firmicutes; Lacto 


104406 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


104406 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


104406 Bacteria_16S 


1091702 1091756 1 54 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1123486 1123540 1 54 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1223160 1223198 1 39 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


Lactobac 
gi 


Lactobac 
gi 


Clostridiaceae; 


16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
104406 Bacteria_16S 


Rhodospiri 


265678315 


1091188 10926 
illus. 


224581425 


1122944 11244 
illus. 


219878346 


1222664 12241 
Caminicell 


1268483 1268537 1 54 gi 


219846421 


chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 


Desulfuromonas. 


36 Tistrella mobilis Bacteria; 

llaceae; Tistrella. 

ref|NR_028617.1| Lactobacillus algidus 
88 Lactobacillus algidus Bacteria; 


Lactobacillus antri 
antri Bacteria; 


ref |NR_027206.1 
63 Lactobacillus 


ref|NR_025485.1| Caminicella sporogenes 

19 Caminicella sporogenes Bacteria; 

a. 

ref|NR_026012.1] Desulfuromonas 
1267974 1269475 Desulfuromonas 


104406 Bacteria_16S 
cellulovorans str 
cellulovorans 743 
104406 Bacteria_16S 
gonidiaformans st 
gonidiaformans ATCC 25563 Bacteria; 
104406 Bacteria_16S 
strain TMO 16S ri 


Thermotogae; 


104406 Bacteria_16S 
strain KA3 16S ribosomal RNA, partial sequence 


Thermotogae; 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


104406 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


104406 Bacteria_16S 
strain OMZ833 16S 
Spi 
104406 Bacteria_16S 
goodfellowii stra 


Spirochaetes; 


goodfellowii DSM 


104406 Bacteria_16S 
strain LB37 16S r 
Fus 
104406 Bacteria_16S 


Fusobacteria; 


lacusfryxellense 
lacusfryxellense 


104406 Bacteria_16S 
strain SH1 16S ri 
Clost 
104406 Bacteria_16S 


Firmicutes; 


strain WAL 14325 
Fusobacteria; 


strain CCUG 41628 
Bacteria; 


strain VenChi2 16 
Fusobacteria; 


strain DSM 13256, 
Thermotogae; 


strain DSM 20285 
Firmicutes; 


strain TMW 1.666 
Bacteria; 
Firmicutes; 


strain IH003 16S 
Firmicutes; 


pantheris strain 


pantheris Bacteri 
104406 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


104406 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


104406 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


104406 Bacteria_16S 


strain Pl 16S rib 


Fus 
104406 Bacteria_16S 


Fusobac 
104406 Bacteria_16S 


Fus 
104406 Bacteria_16S 


Ther 
104406 Bacteria_16S 


Lacto 
104406 Bacteria_16S 


Firmicu 
104406 Bacteria_16S 
strain CK58 16S r 
Clost 
104406 Bacteria_16S 


Lacto 
104406 Bacteria_16S 


1395106 13965 
Thermotogales; Thermotogaceae; Marinitoga. 
104406 Bacteria_16S 


1356464 1356518 1 54 gi|228720131|ref|NR_027589.1| Clostridium 
ain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
1357945 1357999 1 54 gi|228720055|ref|NR_027588.1| Fusobacterium 
rain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
1394051 1394105 1 54 gi|228715897|ref|NR_027542.1| Thermotoga lettingae 
bosomal RNA, partial sequence 1393543 1395055 Thermotoga lettingae TMO Bacteria; 
Thermotogales; Thermotogaceae; Thermotoga. 
1395607 1395645 1 39 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


1482171 14822251 54 gi|219878151|ref|NR_025290.1| Fusobacterium 
vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 

1509203 1509257 1 54 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1522711 1522765 1 54 gi|219857543|ref|NR_025131.1| Treponema parvum 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
1564900 1564954 1 54 gi 
in LB57 16S ribosomal RNA, partial seque 
19756 Bacteria; Fusobacteria; Fusobacter 
1566433 1566487 1 54 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 
1683767 1683821 1 54 gi 
strain C/C-an/Bl 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clostr 
1706724 1706778 1 54 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
1720476 1720530 1 


ri 


Clostridiaceae; Cl 


54 gi 
obacteriales; Fusobacteriaceae; Cetobact 
1782653 1782707 1 54 gi 
16S ribosomal RNA, partial sequence 

teria; Fusobacteriales; Fusobacteriace 
1831388 1831442 1 54 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyobact 
1916433 1916487 1 54 gi 
16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho. 
1918024 1918078 1 54 gi 


bacillales; Lactobacillaceae; Pediococ 
1943943 1943997 1 54 gi 
16S ribosomal RNA, complete sequence 

tes; Lactobacillales; Lactobacillaceae; 
1972577 19726311 54 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2176947 2177001 1 54 gi 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2196619 2196673 1 

LMG 21017 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactobac 


cu 


cl 


54 gi 


ae; 


1522207 15236 


219846059 


nce 
iales; 


219846058 
1565947 15674 


chia. 


219878419 
ial sequ 
idiales; 
219878403 
1706248 17077 


erium. 


219878348 

17821 
Sneath 
219878315 
1830898 18324 


’ 


er. 


219878250 
19159 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


s 


219878232 
19433 
Lactobac 
219878213 
1972100 19735 
ostridium. 
219857615 
2176454 21779 


219857601 


quence 


2207210 2207264 1 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2249684 2249738 1 54 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; 
2251209 2251263 1 54 gi 
FS-1 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Fructobacillus. 


eq 


2268237 2268307 1 70 gi 
osomal RNA, partial sequence 


219857566 


uence 


Fructobacillus. 
219857565 
22507 


219857554 
2267708 2269226 Desulfofaba hansenii Bacteria; 


illaceae; 
219857594 
2206719 22081 


ref |NR_025649.1 
1564412 156589 
Fusobacteriaceae; 
ref|NR_025648.1 


31 Leptotrichia 


ref 
ence 

Clo 
ref 


NR_025558.1 

168328 
stridiaceae; 
NR_025542.1 


ref|NR_025533.1 
59 Cetobacterium 


ref |NR_025487.1 
75 1783536 Sneath 
ia. 


ref|NR_025454.1 


ref |NR_025389.1 
11 1917433 Thermo 


ref|NR_025388.1 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025352.1 


ref |NR_025204.1 


ref|NR_025189.1 
196082 219764 
Lactobacillus. 


NR_025182.1 


ND 


ref 


ref|NR_025154.1 
2249193 225066 


ref|NR_025153.1 
18 2252192 Fructo 


91 Treponema parvum Bacteria; 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Leptotrichia shahii 


shahii Bacteria; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 
ostridium. 
219878394 
16S ribosomal RNA, partial sequence 1719990 17214 


Cetobacterium somerae 
somerae Bacteria; 


Sneathia sanguinegens 
ia sanguinegens 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Thermosipho geolei 
sipho geolei Bacteria; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Lactobacillus 
0 Lactobacillus 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


ref|NR_025142.1 


Desulfofaba hansenii 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 


104406 Bacteria_16S 
azotonutricium st 
azotonutricium Ba 
104406 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


104406 Bacteria_16S 


strain DSM5578 16 
Firmicutes; 
Firmicutes; 


olivapovliticus s 
olivapovliticus B 


104406 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


104406 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


104406 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


104406 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


104406 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


104406 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


104406 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


104406 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


104406 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


104406 Bacteria_16S 


collinoides strai 
collinoides Bacte 


104406 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


104406 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


104406 Bacteria_16S 


strain IFO 10550 
Proteobacteria; A 


104406 Bacteria_16S 


strain IFO 15498 
Proteobacteria; A 


104406 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


104406 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


104406 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


Lacto 
104406 Bacteria_16S 
strain IH25 16S r 
Lacto 
104406 Bacteria_16S 


2269770 2269837 1 67 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 
2377156 2377210 1 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2418417 24184711 54 gi 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2419972 2420026 1 54 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2448677 2448731 1 54 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2457701 24577711 70 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


gi 


Ca 


qu 
ia 


2465310 2465364 1 
16S ribosomal RNA, 
tes; Lactobacillales; 
2530219 2530273 1 


54 gi 
complete sequence 
Lactobacillaceae 

54 gi 


v 


ridia; Clostridiales; Clostridiaceae; Cl 
2673144 2673198 1 54 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2680756 2680810 1 54 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2731891 2731945 1 54 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
2864727 2864797 1 70 gi 
ATCC 14820 16S ribosomal RNA, partial 


ia; Proteobacteria; Alphaproteobacteri 


e 
ac 


1 
Ca 


s 
Ca 


s 
a; 


2869413 2869467 1 54 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2885013 2885083 1 70 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; 


ar 
CF 


Sphingomonadales; 

2945660 2945714 1 54 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
3100106 3100160 1 54 gi 
mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3160487 3160541 1 54 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3209007 3209077 1 70 gi 


Sp 


eq 
ob 


ce 


lphaproteobacteria; Sphingomonadales; 


3210499 3210569 1 70 gi 


Sp 


lphaproteobacteria; Sphingomonadales; 


3304566 3304620 1 54 gi 


Sp 


Lactobacil 


gi 


bacillales; Lactobacillaceae; 


3306106 3306160 1 54 
ai. 


bacillales; Lactobac 


gi 


Lactobacillaceae; 
3374482 3374536 1 54 


ridia; Halanaerobiales; Halobacteroidace 


104406 Bacteria_16S 


se 
Sp 


ia 


219857553 
quence 

irochaet 
219857475 
2376676 23781 


219857447 
2417916 24194 


219857446 
2419471 24209 


219857420 
1 sequen 
rnobacte 
219857411 
ence 

Sphing 


, 


219857406 
24647 
Lactobac 
219857357 
16S ribosomal RNA, partial sequence 2529733 25312 
ostridiu 
219857207 
sequence 
tobacill 
219857202 
sequence 
rnobacte 
219857166 
equence 
rnobacte 
219856881 
equence 
Sphingo 


219856878 
tial seq 
llaceae; 
219856866 
2884576 28858 
hingomon 
219856826 
uence 

acillace 
219846855 
3099595 3101003 Fackl 


219846815 
31599 
omonadales 
219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
hingomon 
219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
hingomon 
219846718 
6S ribosomal RNA, partial sequence 3304055 33055 


lus. 


219846717 
6S ribosomal RNA, partial sequence 3305595 33071 


lus. 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 


ae; 


3388223 3388293 1 70 gi 


219846653 


ref|NR_025141.1 

2269277 227073 
aceae; 
ref |NR_025063.1 


ref|NR_025035.1 


ref |NR_025034.1 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref |NR_024999.1 

2457264 245870 
omonadales; Sphi 


ref |NR_024994.1 
63 2466330 Lactob 
illus. 

ref |NR_024945.1 


m. 
ref |NR_024835.1 
2672606 267416 
aceae; Lactobaci 
ref |NR_024830.1 
2680270 268176 
riaceae; Alkalib 
ref|NR_024794.1 
2731401 273285 
riaceae; Marinil 
ref|NR_024700.1 
2864276 286573 
monadales; Sphin 


ref 
uenc 


NR_024697.1 
e 286889 
Bacillus; Bacil 
ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024645.1 

2945130 294667 
ae; Lactobacillu 
ref |NR_026447.1 
amia ignava Bact 


ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026310.1 
44 Lactobacillus 


ref |NR_026309.1 
06 Lactobacillus 
ref |NR_026259.1 


ia. 
ref 


Oren 


NR_026245.1 


Treponema. 


Treponema 
9 Treponema 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Lactobacillus mucosae 
acillus mucosae 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Lactobacillus 

4 Lactobacillus 

llus. 
Alkalibacterium 

1 Alkalibacterium 

acterium. 

Marinilactibacillus 

8 Marinilactibacillus 

actibacillus. 

Sphingomonas 

8 Sphingomonas 

gomonadaceae; 


Bacillus 

6 2870426 Bacillus 
lus cereus group. 
Sphingomonas 


oligophenolica Bacteria; 


monas. 

Lactobacillus 

8 Lactobacillus 

Ss. 

Facklamia ignava ATCC 
eria; Firmicutes; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Rhabdochromatium 


marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 


104406 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


104406 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


104406 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


104406 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


104406 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


104406 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


104406 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


104406 Bacteria_16S 


nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


104406 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


104406 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


104406 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


104406 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


104406 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


104406 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


104406 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


104406 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


104406 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


104406 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


104406 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


104406 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


104406 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


104406 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


104406 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


104406 Bacteria_16S 


3391179 3391233 1 54 gi 


obacteriales; Fusobacteriaceae; Propioni 
3451058 3451112 1 54 gi 
motogales; Thermotogaceae; 
3499658 3499712 1 


Thermotoga. 
54 gi 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; ct 
3551581 3551650 1 69 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 


3592656 3592710 1 


Clostridiaceae; Ca 


54 gi 
ridia; Clostridiales; cl 
3600389 3600443 1 


Clostridiaceae; 
54 gi 


animalis Bacteria; 
Fusobacterium. 

3750909 3750963 1 54 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3753949 3754003 1 54 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758472 3758526 1 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


qu 
as 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3861291 3861345 1 54 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
3933311 39333651 54 

ibosomal RNA, partial sequence 

rochaetales; 


gi 
Spirochaetaceae; Borrelia. 
4094913 4094983 1 70 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
4106822 4106876 1 54 gi 
ibosomal RNA, partial sequence 


D 


112558 112627 1 69 
ribosomal RNA, partial sequence 
eltaproteobacteria; 


gi 


Syntrophobacterale 
114156 114225 1 69 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
150569 150638 1 69 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

369664 369733 1 69 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


S; 


Ss; 


cl 


qu 
er 


906661 906730 1 69 gi 


219846651 
6S ribosomal RNA, partial sequence 3390715 33921 


genium. 


219846609 
6S ribosomal RNA, partial sequence 3450571 34520 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 


erium. 


219846542 
3551089 35526 


loramato 


219846513 
6S ribosomal RNA, partial sequence 3592199 35936 


ostridiu 


219846506 
6S ribosomal RNA, partial sequence 3599877 36013 


219846398 


ence 
mataceae 


219846396 
3753459 37549 


219846393 
3757993 37594 


3856288 38577 


219846321 
3860745 3862279 Lacto 


219846271 
3932829 39341 


219846156 
4094388 40957 


esulfoba 


219846148 
4106362 41078 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678987 
112043 11359 


Syntrop 


265678986 
113641 11518 


Syntrop 


265678962 
150066 15156 


ostridiu 


265678808 


ence 


ia; Ocea 


265678440 


Fusobacteria; 


ref|NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


Cetobacterium ceti 
ceti Bacteria; 


ref|NR_026168.1 
73 Cetobacterium 


ref|NR_026134.1| Caloramator indicus 
03 Caloramator indicus Bacteria; 
ris 
ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 
m. 
ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


bacillales; Carnobacteriaceae; Dolosigranulum. 

3614003 3614057 1 54 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
bacillales; Carnobacteriaceae; Alloiococcus. 

3619864 3619918 1 54 gi|219846492|ref|NR_026084.1| Fusobacterium 
animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 


Fusobacteriales; 


ref|NR_025989.1 

3750418 375189 
; Mycoplasma. 
ref |NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


Mycoplasma 
2 Mycoplasma 


ref|NR_025984.1| Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


3790026 3790080 1 54 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3811286 3811340 1 54 gi|219846355|ref|NR_025946.1| Carnobacterium 
£3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

3829658 3829696 1 39 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
bosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

3856777 3856831 1 54 gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


ref 
baci 


NR_025911.1 
llus reuteri 


ref|NR_025861.1| Borrelia miyamotoi 
96 Borrelia miyamotoi Bacteria; 


ref|NR_025746.1| Desulfofaba fastidiosa 
93 Desulfofaba fastidiosa Bacteria; 
cteraceae; Desulfofaba. 

ref|NR_025738.1| Acholeplasma pleciae 
18 Acholeplasma pleciae Bacteria; 
eplasma. 
ref|NR_029295.1| Syntrophus gentianae 
0 Syntrophus gentianae Bacteria; 
haceae; Syntrophus. 

ref|NR_029294.1| Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 
haceae; Syntrophus. 

ref|NR_029270.1| Clostridium litorale 
6 Clostridium litorale Bacteria; 

m. 
ref|NR_029113.1 
369170 370614 
nospirillales; H 


Halomonas 
Halomonas 
alomonadaceae; 


ref|NR_028742.1| Desulforhopalus 


singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulforhopalus. 
104406 Bacteria_16S 
hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminobacter. 
104406 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 
Algoriphagus. 
104406 Bacteria_16S 
strain LMG 21970 
Bacteroidetes; Sp 
104406 Bacteria_16S 
aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 
104406 Bacteria_16S 
winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 
104406 Bacteria_16S 
myxococcoides strain DSM 
myxococcoides Bacteria; 
Sporocytophaga. 
104406 Bacteria_16S 
californiensis st 
californiensis Bacteria; 
104406 Bacteria_16S 
paradoxus strain 
Bacteria; Proteob 
104406 Bacteria_16S 
strain LYP 16S ribosomal 
Proteobacteria; D 
104406 Bacteria_16S 
strain Z-7934 16S 
Firmicutes; Clostridia; 
104406 Bacteria_16S 
strain DSM 4132 1 
Firmicutes; Clostridia; 
104406 Bacteria_16S 


16 
ria; 


16 


16 


ria; 


eria; 


Bacteroidetes; 
104406 Bacteria_16S 


ornithinivorans Bacteria; 
Algoriphagus. 

104406 Bacteria_16S 
halophilus strain JC2051 
halophilus Bacteria; 
104406 Bacteria_16S 
mannitolivorans s 
mannitolivorans B 
Algoriphagus. 
104406 Bacteria_16S 
nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 
104406 Bacteria_16S 
longreachensis st 
longreachensis Ba 
Desulfovibrio. 
104406 Bacteria_16S 
roseosalivarius s 
roseosalivarius B 
Hymenobacter. 
104406 Bacteria_16S 


acteria; 


acteria; 


cteria; 


acteria; 


Bacteria; Proteobacteria; 
104406 Bacteria_16S 


994670 994739 1 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; 


n LMG 21980 16S ribosomal RNA, partial 
Bacteroidetes; 


n LMG 21971 16S ribosomal RNA, partial 
Bacteroidetes; 


1621344 16214131 
in LMG 21969 16S ribosomal RNA, partia 
Bacteroidetes; 


1817677 1817746 1 
Bacteroidetes; 


2237514 2237583 1 
rain APO 16S ribosomal RNA, partial se 


2441060 2441129 1 
ARh1 16S ribosomal RNA, partial sequen 
acteria; 
2472924 2472993 1 


eltaproteobacteria; 
3101539 3101608 1 
ribosomal RNA, partial sequence 

Clostridiales; 
3280060 3280127 1 
6S ribosomal RNA, partial sequence 3279583 32810 

Clostridiales; 
4007013 4007082 1 
strain SW-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
4096314 4096383 1 
ornithinivorans strain JC2052 16S ribosomal RNA, partia 


4097800 4097869 1 
Bacteroidetes; 


4099256 4099325 1 
train JC2050 16S ribosomal RNA, partia 


4206087 4206156 1 
train ALEN 2 16S ribosomal RNA, partia 


10921 
rain 16910a 16S ribosomal RNA, 


18567 
train AA718 16S ribosomal RNA, partial 


121881 121949 1 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


188832 188872 1 


69 gi| 265678381 


Firmicutes; Clostridia; Clostridiales; 


16775 1616844 1 69 219878465 
sequence 


ph 


gi 


Sphingobacteria; S 


18298 1618367 1 69 gi| 219878464 


16S ribosomal RNA, partial sequence 1617815 16192 
hingobacteria; 


lo 
219878463 
sequence 
ph 


Sphingobacteriales; Cyc 
19821 1619890 1 69 gi 


Sphingobacteria; S 


69 219878462 


1 
Sp 


gi 
Sphingobacteria; 
219878324 


al 
Ss 


69 gi 
11118 16S ribosomal RNA, parti 
Sphingobacteria; 
69 219857574 
quence 
idiales; 
219857426 
ce 24405 
Gammaproteobacteria; Chromatiales; 
69 gi| 219857401 
RNA, partial sequence 2472404 24737 
Syntrophobacterales; 
69 gi| 219846854 
3101054 31025 
Clostridiaceae; Tindallia. 
67 gi| 219846734 


gi 


Clostr 
gi 


Firmicutes; Clostridia; 


69 


Eubacteriaceae; 
69 gi| 219846218 
4006528 40080 
Sphingobacteriales; Cyclo 
69 gi|219846155 
1 
Bacteroidetes; Sphingobacteria; Sphingo 
219846154 
uence 
hingobacte 
219846153 
1 sequence 
a; Sphingo 


69 gi 
16S ribosomal RNA, partial seq 
Sphingobacteria; Sp 
69 gi 


Bacteroidetes; Sphingobacteri 


69 219846071 
1 sequence 


cteria; Ch 


gi 


Proteobacteria; Gammaproteoba 


10945 83 107 265679056 


e sequence 
teria; Des 


gi 
complet 
Proteobacteria; Deltaproteobac 


18607 1 41 265679051 


sequence 
a; Sphingo 


gi 


Bacteroidetes; Sphingobacteri 


68 265678981 
ce 12137 
obacterale 


gi 


Deltaproteobacteria; Syntroph 


al sequenc 


ingobact 


bacteria 


ingobact 


sequence 
hingobac 


sequenc 
phingoba 


Cc 


Ecto 


Syntrop 


Acetobacte 


bacteria 


sequence 


ref|NR_028683.1 
e 994185 995652 
Clostridiales 


ref|NR_025604.1 
1616292 161776 
eriales; Cyclob 


ref|NR_025603.1 
87 Algoriphagus 
ceae; Algoripha 
ref|NR_025602.1 

1619338 162081 
eriales; Cyclob 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref |NR_024989.1 


hace 
ref 


ae; Smithell 
NR_026446.1 


ref |NR_026326.1 
rium. 
ref|NR_025808.1 
03 Algoriphagus 
ceae; Algoriphag 
ref|NR_025745.1 

4095844 409726 
bacteriales; Cyc 


ref|NR_025744.1 
4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 
4098796 410017 
bacteriales; Cyc 


ref|NR_025661.1 
4205616 420703 
romatiales; Ecto 


ref |NR_029364.1 
10342 11910 
ulfovibrionales 


v 


ref |NR_029359.1 
18082 19577 
bacteriales; Fle 


ref|NR_029289.1 
3. 122854 Desulf 
s; Syntrophobact 


41 gi| 265678937 


F 


a 


a 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 
g 


us. 
Algoriphagus 

0 Algoriphagus 

cteriaceae; 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Tindallia 
3 Tindallia 
indallia. 
Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 

5 Algoriphagus 

teriaceae; Algoriphagus. 
Algoriphagus 

1 Algoriphagus 

lobacteriaceae; 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 


ref|NR_029245.1 


Clostridium 


aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 


aminovalericum Bacteria; 


Firmicutes; Clostridia; Clostridiales; C 


lostridiaceae; C 


lostridium. 


104406 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 
Coprothermobacter. 
104406 Bacteria_16S 
proteoclasticum s 
proteoclasticum B 
104406 Bacteria_16S 
strain H168 16S r 
Clost 
104406 Bacteria_16S 


Firmicutes; 


strain AIP 354.02 
Firmicutes; 


subsp. 
subsp. 
Roseomonas. 


104406 Bacteria_16S 
strain 5424 16S r 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
104406 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain DV1140 16S 
Thermotogae; 


strain NO-502 16S 
Bacteroidetes; 


cetonica strain 4 
Bacteria; 


strain 111-35 16S 
Firmicutes; 


strain MDA5527 16 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
104406 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


104406 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


104406 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


104406 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


104406 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


104406 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


104406 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


104406 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


104406 Bacteria_16S 
insulare strain K 


Bacteria; Proteob 


104406 Bacteria_16S 


Clost 
104406 Bacteria_16S 
rosea stra 
rosea Bact 


Ther 
104406 Bacteria_16S 
marinisedimentoru 
marinisedimentoru 
104406 Bacteria_16S 


Sp 
104406 Bacteria_16S 


Proteob 
104406 Bacteria_16S 


Clost 
104406 Bacteria_16S 


202579 202619 1 41 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


271189 271229 1 41 
train B316 16S ribosomal RNA, 
acteria; Firmicutes; Clostridia; 
322812 322916 1 104 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
394072 394112 1 41 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
431122 431190 1 68 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


gi 
complete 
Clost 


gi 


448113 448181 1 68 
ibosomal RNA, partial sequence 


gi 


454342 454410 1 
S ribosomal RNA, 
lales; Macrococcus. 

504859 504927 1 68 
ribosomal RNA, partial sequence 


67 gi 


gi 


515360 515432 1 72 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
535281 535321 1 41 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
686864 686932 1 68 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
706270 706310 1 41 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
741503 741571 1 68 gi 
S ribosomal RNA, partial sequence 


800264 800304 1 41 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
830855 830895 1 41 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
846059 846099 1 41 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

909725 909765 1 41 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
922209 922277 1 68 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
923779 923847 1 68 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
931387 931427 1 41 gi 


gi 


um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
1026610 1026678 1 68 gi 


n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1051121 1051193 1 72 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 


complete sequence 453819 45536 


265678715 


504361 50587 
motogales; Thermotogaceae; Thermosipho. 


265678708 


obacteria; 
265678695 


534808 53626 


xibacterac 
265678591 

68634 
acterales; 
265678578 


705889 70720 


Dorea. 
265678553 


741046 74252 
Acetobacte 


265678512 


799765 80123 


cteriaceae 
265678492 
quence 


265678482 


845553 84708 


Clostridiu 
265678438 
quence 

iales; Clo 
265678430 


921679 92319 


Desulfoba 
265678429 
nce 92324 
acterales; 
265678424 
tial seque 
lostridial 
265678360 
uence 

ia; Syntro 


265678343 
10506 
irillales; 


1144616 1144688 1 72 gi 


253680760 


thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


partial se 


nterococca 


ref|NR_029020.1 


ref 
quen 

Rei 
ref 


NR_029013.1 
ce 514864 
nekea. 
NR_029000.1 


eae; Arcicella. 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028883.1 


ref|NR_028857.1 


race 
ref 


ae; Roseomo 
NR_028815.1 
; Kaistella. 
ref|NR_028795.1 

830324 831835 
ceae; Enterococc 
ref |NR_028785.1 


m. 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref |NR_028726.1 
nce 930884 
es; Clostridiace 
ref |NR_028662.1 

1026088 102759 
phobacterales; S 


ref|NR_028645.1 
31 1052062 Marino 
Marinospirillu 
ref|NR_028008.1 

1144133 114556 


mM. 


265678928 |ref|NR_029236.1| Coprothermobacter 
ence 202087 203611 Coprothermobacter 
naerobacterales; Thermodesulfobiaceae; 
265678879|ref|NR_029185.1| Clostridium 
sequence 270671 272189 Clostridium 
ridiales; Lachnospiraceae; Butyrivibrio. 
265678845 |ref|NR_029150.1| Halothermothrix orenii 
322285 323818 Halothermothrix orenii Bacteria; 
ae; Halothermothrix. 
265678792|ref|NR_029097.1| Oribacterium sinus 
393626 394999 Oribacterium sinus Bacteria; 
Oribacterium. 
265678767|ref|NR_029072.1| Roseomonas gilardii 
sequence 430661 432145 Roseomonas gilardii 
ria; Rhodospirillales; Acetobacteraceae; 
265678756|ref|NR_029061.1| Roseomonas gilardii 
447654 449135 Roseomonas gilardii Bacteria; 
Acetobacteraceae; Roseomonas. 
265678751|ref|NR_029056.1| Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Reinekea 
516365 Reinekea 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Desulfosarcina 

osarcina cetonica 

eae; Desulfosarcina. 
Dorea longicatena 


4 Dorea longicatena Bacteria; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 
n 


as. 
Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Enterococcus 
Enterococcus 

us. 

Clostridium scindens 


1 Clostridium scindens Bacteria; 


Clostridium 
Clostridium 
stridium. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Clostridium 
932385 Clostridium 
ae; Clostridium. 
Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Marinospirillum 
spirillum insulare 


Pseudomonas 
1 Pseudomonas 


104406 Bacteria_16S 
DSM 14365 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococc 
104406 Bacteria_16S 
paucivorans strain SYR1 16S ribosomal RNA, partial sequ 
Firmicutes; 
104406 Bacteria_16S 


Bacteria; 


1209716 1209784 1 68 


gi 


1236877 1236917 1 41 


gi 
Clostridia; Clostridiales; 


1302949 1302989 1 41 gi 


Lachno 


228715350 


1209193 12106 
Nann 


ales; 
219878251 
en 
spiraceae; 
219846514 


cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 13039 


Bacteria; 
506 16S ribosomal 
strain ATCC 29176 
29176 Bacteria; 


strain TN-272 16S 


Firmicutes; 
104406 Bacteria_16S 


Firmicutes; 
104406 Bacteria_16S 


Clostridia; Clostridiales; 
1306041 1306113 1 72 
complete sequence 


gi 
RNA, 


1363886 1363926 1 41 gi 
16S ribosomal RNA, partial sequence 

Clostridia; Clostridiales; 
1409020 1409060 1 41 gi 
ribosomal RNA, partial sequence 


Eubact 


st 


eriaceae; 
219846269 


1305606 1307012 Stark 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 
104406 Bacteria_16S 


arkeya. 
228719063 
13634 


224581401 


1408524 14099 


ce 12363 


Ruminococc 


ref|NR_027522.1| Haliangium ochraceum 
99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_025390.1| Parasporobacterium 

92 1237878 Parasporobacterium paucivorans 
Parasporobacterium. 

ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_025859.1 
eya novella Bact 


Starkeya novella DSM 
eria; Proteobacteria; 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococcus. 

ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 


Ruminococcus lactaris 
coccus lactaris ATCC 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 1436633 1436701 1 68 gi|224581430|ref|NR_027212.1| Oceanithermus 
profundus strain 506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

104406 Bacteria_16S 1491240 1491280 1 41 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 1498752 1498792 1 41 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

104406 Bacteria_16S 1518123 1518163 1 41 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 


strain PC18 16S r 
Firmicutes; Clost 


104406 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


104406 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


104406 Bacteria_16S 


strain DSM 5901 1 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1519635 1519675 1 41 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1624375 16244151 41 gi 
ribosomal RNA, partial sequence 
hingobacteria; 
1647145 1647213 1 


Sphingobacteriales; Cyc 


68 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


104406 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


strain 16351 16S 
Firmicutes; Clost 


104406 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


104406 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 


104406 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


104406 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


104406 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


104406 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


104406 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


104406 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


1648642 1648710 1 68 


gi 


1670142 1670182 1 41 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1894089 1894157 1 68 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; 


gi 


1933312 1933380 1 68 


gi 
eltaproteobacteria; Desulfovibrionales 
2163147 2163215 1 68 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2255843 22559111 
ain 86FS1 16S ribosomal 
teria; Proteobacteria; 


68 gi 
RNA, partial s 
Deltaproteobact 


2289486 2289526 1 41 


gi 
ridia; Clostridiales; Lachnospiraceae; 
2390835 2390903 1 68 gi 
ribosomal RNA, partial sequence 


Deltaproteobacteri 


1517647 15191 


6S ribosomal RNA, partial sequence 1646706 16481 


somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae; 
104406 Bacteria_16S 


; Stella. 
219878428 


1669639 16711 
ostridiu 


cl 
219878268 
equence 

a; 


219878239 


16S ribosomal RNA, partial sequence 1932811 19342 


a 
219857626 
equence 
teria; Des 
219857562 
equence 

eria; Desu 


219857539 


6S ribosomal RNA, partial sequence 2288984 22904 


Lachnobac 
219857466 


2390343 23918 


Desulfo 


Desulfomicro 


15 Hespellia stercorisuis Bacteria; 


Hespellia. 
219857617|ref|NR_025206.1| Hespellia porcina 
1519166 1520614 Hespellia porcina Bacteria; 
Hespellia. 
219878460|ref|NR_025599.1| Belliella baltica 
1623889 1625333 Belliella baltica Bacteria; 
lobacteriaceae; Belliella. 
219878444] ref|NR_025583.1| Stella vacuolata 
52 Stella vacuolata Bacteria; 
Acetobacteraceae; Stella. 
219878443|ref|NR_025582.1| Stella humosa strain 


a humosa Bacteria; Proteobacteria; 
ref|NR_025567.1| Clostridium bolteae 
36 Clostridium bolteae Bacteria; 

m. 
NR_025407.1 
1893578 189509 


vibrionales; s 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


ref|NR_025378.1| Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 
biaceae; Desulfomicrobium. 
NR_025215.1| Desulfovibrio 

162629 2164163 Desulfovibrio 


ulfovibrionales; Desulfovibrionaceae; 


ref 


ND 


ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


ref|NR_025127.1| Lachnobacterium bovis 
36 Lachnobacterium bovis Bacteria; 
terium. 
ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

2407560 2407600 1 41 gi|219857455|ref|NR_025043.1| Riemerella columbina 
6S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

2466885 2466925 1 41 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 

ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 


104406 Bacteria_16S 2504424 2504464 1 41 gi|219857379|ref|NR_024967.1| Sporobacterium 


olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 
104406 Bacteria_16S 2572358 2572398 1 41 gi|219857286|ref|NR_024917.1| Clostridium 


methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 2615565 2615633 1 68 gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 
strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae Sedis; Fusibacter. 


104406 Bacteria_16S 2703191 2703259 1 68 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

104406 Bacteria_16S 2758572 2758612 1 41 gi|219857147|ref|NR_024775.1| Reichenbachiella 


agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 
104406 Bacteria_16S 2791754 2791794 1 41 gi|219857122|ref|NR_024750.1| Coprococcus catus 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 


104406 Bacteria_16S 2927508 2927580 1 72 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

104406 Bacteria_16S 3018437 3018505 1 68 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

104406 Bacteria_16S 3021482 3021549 1 67 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

104406 Bacteria_16S 3032121 30321611 41 gi|219846901|ref|NR_026493.1| Clostridium indolis 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
104406 Bacteria_16S 3065561 3065601 1 41 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 
104406 Bacteria_16S 3112009 3112112 1 103 gi| 219846847 |ref|NR_026439.1| Desulfobacter 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
104406 Bacteria_16S 3136059 31361311 72 gi| 219846831 |ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 


Ww 


104406 Bacteria_16S 3157448 3157488 1 41 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

104406 Bacteria_16S 3301412 3301452 1 41 gi|219846720|ref|NR_026312.1| Blautia schinkii 


strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 


104406 Bacteria_16S 3595725 3595765 1 41 gi|219846511|ref|NR_026103.1| Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 3598806 3598846 1 41 gi|219846508|ref|NR_026100.1| Clostridium 


celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 3648718 3648790 1 72 gi|219846472|ref|NR_026064.1| Methylocaldum 
szegediense strain OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

104406 Bacteria_16S 3650257 3650329 1 72 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

104406 Bacteria_16S 3651798 3651870 1 72 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

104406 Bacteria_16S 3677814 3677878 1 64 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

104406 Bacteria_16S 3698880 3698948 1 68 gi|219846437|ref|NR_026028.1| Desulfomicrobium 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
104406 Bacteria_16S 3763088 3763128 1 41 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


104406 Bacteria_16S 3776534 3776602 1 68 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 

104406 Bacteria_16S 3850686 3850726 1 41 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

104406 Bacteria_16S 3852196 3852236 1 41 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

104406 Bacteria_16S 3984728 3984768 1 41 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

104406 Bacteria_16S 4025174 40252141 41 gi|219846206|ref|NR_025796.1]| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 4026714 4026782 1 68 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

104406 Bacteria_16S 4165163 41652311 68 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

104406 Bacteria_16S 4219850 4219918 1 68 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 15474 15541 1 67 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

104406 Bacteria_16S 20126 20157 1 32 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

104406 Bacteria_16S 58059 58130 1 eel gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

104406 Bacteria_16S 98831 98898 1 67 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
104406 Bacteria_16S 146081 146148 1 67 gi| 265678965 |ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

104406 Bacteria_16S 156796 156827 1 32 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

104406 Bacteria_16S 194890 194957 1 67 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 

104406 Bacteria_16S 215053 215124 1 rel gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

104406 Bacteria_16S 224180 224247 1 67 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

104406 Bacteria_16S 233183 233250 1 67 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

104406 Bacteria_16S 237923 237954 1 32 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

104406 Bacteria_16S 239472 239503 1 32 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

104406 Bacteria_16S 259211 259278 1 67 gi| 265678889 |ref|NR_029197.1| Ruegeria 


lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 


258782 


260120 Ruegeria 


lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Ruegeria. 


104406 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


104406 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


266689 266720 1 32 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
277314 277381 1 67 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


265678882 


266185 26767 


alobactera 
265678875 


276812 27827 


ref|NR_029188.1 


ceae; Oxalobacte 
ref 


NR_029181.1 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


rs 
Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Neorickettsia risticii 
risticii Bacteria; 
a. 

Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 

Loktanella 

358614 Loktanella 
dobacteraceae; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 

Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Thermovibrio 
Thermovibrio 
Oo. 
Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Quatrionicoccus 
Quatrionicoccus 
yclaceae; 


Loktanella 
Loktanella 
dobacteraceae; 


Lactobacillus 


507410 508930 


Jannaschia 
Jannaschia 
odobacteraceae; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Desulfobacter 


104406 Bacteria_16S 306118 306185 1 67 gi| 265678856 |ref|NR_029162.1 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsi 
104406 Bacteria_16S 356196 356263 1 67 gi| 265678818 |ref|NR_029123.1 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo 
104406 Bacteria_16S 357626 357693 1 67 gi| 265678816 |ref|NR_029121.1 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Loktanella. 
104406 Bacteria_16S 363676 363743 1 67 gi|265678812|ref|NR_029117.1 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenyl 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
104406 Bacteria_16S 365159 365226 1 67 gi|265678811|ref|NR_029116.1 
strain A3 16S ribosomal RNA, partial sequence 364736 36609 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger 
104406 Bacteria_16S 378720 378787 1 67 gi| 265678802 |ref|NR_029107.1 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicol 
104406 Bacteria_16S 390988 391019 1 32 gi|265678794|ref|NR_029099.1 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitin 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
104406 Bacteria_16S 407944 408011 1 67 gi| 265678783 |ref|NR_029088.1 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibri 
104406 Bacteria_16S 463368 463435 1 67 gi| 265678742 |ref|NR_029047.1 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobac 
104406 Bacteria_16S 464870 464937 1 67 gi|265678741|ref|NR_029046.1 
strain AU476 16S ribosomal RNA, partial sequence 464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquili 
104406 Bacteria_16S 481678 481709 1 32 gi|265678730|ref|NR_029035.1 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
Quatrionicoccus. 
104406 Bacteria_16S 503321 503388 1 67 gi|265678716|ref|NR_029021.1 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Loktanella. 
104406 Bacteria_16S 507951 508006 1 54 gi|265678713|ref|NR_029018.1 
coryniformis subsp. torquens strain 30 16S ribosomal RNA, complete sequence 
Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 
Lactobacillaceae; Lactobacillus. 
104406 Bacteria_16S 571911 571978 1 67 gi|265678671|ref|NR_028976.1 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rh 
Jannaschia. 
104406 Bacteria_16S 680929 680960 1 32 gi|265678595|ref|NR_028900.1 
strain NA 1 16S ribosomal RNA, partial sequence 680477 68183 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
104406 Bacteria_16S 682334 682365 1 32 gi|265678594|ref|NR_028899.1 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisse 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
104406 Bacteria_16S 757305 757336 1 32 gi| 265678541 |ref|NR_028845.1 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
104406 Bacteria_16S 758808 758839 1 32 gi|265678540|ref|NR_028844.1 
strain Al 16S ribosomal RNA, partial sequence 758305 75981 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 
104406 Bacteria_16S 760360 760391 1 32 gi| 265678539 |ref|NR_028843.1 
strain V33 16S ribosomal RNA, partial sequence 759866 76120 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
104406 Bacteria_16S 778801 778868 1 67 gi| 265678526 |ref|NR_028830.1 


postgatei strain 2ac9 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


acteria; Deltaproteobacteria; Desulfob 


acterales; 


Desulfobacterac 


778272 779794 Desulfobacter postgatei 


eae; Desulfobacter. 


104406 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


104406 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


104406 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


104406 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


104406 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


104406 Bacteria_16S 


strain LMG 18819 
Proteobacteria; B 


104406 Bacteria_16S 


strain LMG 18106 
Proteobacteria; B 


104406 Bacteria_16S 


strain PSv29 16S 
Proteobacteria; D 


104406 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


104406 Bacteria_16S 


strain DSS-3 16S 


strain 133 16S ri 
Proteobacteria; B 


104406 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


104406 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


104406 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


lithotrophicum st 
lithotrophicum Ba 


104406 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


104406 Bacteria_16S 
somal RNA, partial sequence 1162257 1163688 Meiot 


DSM 9946 16S ribo 
Deinococcus-Therm 


104406 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; B 


104406 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


104406 Bacteria_16S 


strain LMG 20598 
Proteobacteria; B 


104406 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


104406 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


823130 823161 1 32 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 
833903 833970 1 67 gi 


835405 835472 1 67 gi 


7 Zymomonas. 
841453 841520 1 67 gi 


873303 873334 1 32 gi 
bosomal RNA, partial sequence 


892738 892769 1 32 gi 


894273 894304 1 32 gi 


eltaproteobacteria; Desulfobacterales; 
928347 928414 1 67 gi 


929835 929902 1 67 gi 
ribosomal RNA, partial sequence 


950041 950072 1 32 gi 
bosomal RNA, partial sequence 


967043 967114 1 71 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1002350 1002381 1 32 gi 
ibosomal RNA, partial sequence 


1037295 1037326 1 32 gi 
bosomal RNA, partial sequence 


etaproteobacteria; Nitrosomonadales; N 
1232287 1232354 1 67 gi 
train R1 16S ribosomal RNA, partial se 


1283288 1283319 1 32 gi 


etaproteobacteria; Burkholderiales; Bu 
1336641 1336708 1 67 gi 


104406 Bacteria_16S 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 


265678497 
sequence 
Burkhol 
265678490 
train Barker I 16S ribosomal RNA, partial sequen 
acteria; Proteobacteria; Alphaproteobacteria; 


265678489 
rain ATCC 10988 16S ribosomal RNA, partial seque 
bilis Bacteria; Proteobacteria; Alphaproteobacte 


265678485 
in 24 16S ribosomal RNA, partial sequence 84098 
acteria; Gammaproteobacteria; Oceanospirillales; 
265678463 
872811 87416 
etaproteobacteria; Burkholderiales; Burkholderia 
265678449 
16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Burkholderia 
265678448 
16S ribosomal RNA, partial sequence 893783 89526 


etaproteobacteria; Burkholderiales; Burkholderia 
925323 925390 1 67 gi| 265678428 
ribosomal RNA, partial sequence 924822 92631 


Desulfoba 
265678426 
n ISM 16S ribosomal RNA, partial sequence 92790 
acteria; Alphaproteobacteria; Rhodobacterales; 
265678425 
929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
104406 Bacteria_16S 265678412 
949535 95104 
etaproteobacteria; Burkholderiales; Comamonadace 
265678400 
966531 96793 
Halomonad 
265678376 
1001834 10033 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
265678353 
1036784 10382 
etaproteobacteria; Burkholderiales; Comamonadace 
104406 Bacteria_16S 


1049618 1049685 1 67 gi| 265678345 
rain 17S 16S ribosomal RNA, partial sequence 
cteria; Aquificae; Aquificales; Desulfurobacteri 

1143059 1143126 1 67 gi| 253680761 
in C6-19 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhodo 

1162703 11627701 67 gi| 228720981 


itrosomona 
219878271 
quence 
acteria; Proteobacteria; Alphaproteobacteria; 
219846066 
16S ribosomal RNA, partial sequence 1282800 12842 
rkholderia 
228721486 
ain BS107 16S ribosomal RNA, partial sequence 

07 Bacteria; Proteobacteria; Alphaproteobacteria 


Rh 


1339618 1339685 1 67 gi| 228721340 
train MSR-1 16S ribosomal RNA, partial sequence 
SR-1 Bacteria; Proteobacteria; Alphaproteobacter 

1347422 1347493 1 71 gi| 228720860 


Sp 


R 


us; Deinococci; Thermales; Thermaceae; Meiothermus. 
1179408 1179439 1 32 gi|228717704 
RNA, partial sequence 1178919 1180416 Nitro 


ref|NR_028800.1| Cupriavidus 

822620 824161 Cupriavidus 

deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028793.1| Zymomonas mobilis 

ce 833445 834896 Zymomonas mobilis 
hingomonadales; Sphingomonadaceae; 


ref 
nce 
ria; 


NR_028792.1| Zymomonas mobilis 
834947 836398 Zymomonas 
Sphingomonadales; 


ref|NR_028788.1| Marinospirillum 

1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
ref|NR_028766.1| Cupriavidus necator 
6 Cupriavidus necator Bacteria; 
ceae; Cupriavidus. 

ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 

ceae; Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 
ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_028728.1| Roseovarius 

3 929320 Roseovarius nubinhibens 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 
3 Ruegeria pomeroyi Bacteria; 
aceae; Ruegeria. 
ref|NR_028714.1| Acidovorax delafieldii 
9 Acidovorax delafieldii Bacteria; 


ae; Acidovorax. 

ref|NR_028702.1| Halomonas campisalis 
0 Halomonas campisalis Bacteria; 
aceae; Halomonas. 

ref|NR_028678.1| Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 
; Azovibrio. 
ref|NR_028655.1| Curvibacter gracilis 
67 Curvibacter gracilis Bacteria; 
ae; Curvibacter. 
ref|NR_028647.1| Balnearium 
1049100 1050580 Balnearium 
aceae; Balnearium. 
ref|NR_028009.1| Pannonibacter 
142608 1144082 Pannonibacter 
bacterales; Rhodobacteraceae; 


R 


Meiothermus silvanus 
DSM 9946 Bacteria; 


ref|NR_027600.1 
hermus silvanus 


ref|NR_027566.1| Nitrosomonas eutropha 
somonas eutropha C91 Bacteria; 
daceae; Nitrosomonas. 
ref|NR_025410.1] Bartonella 
1231844 1233289 Bartonella 
izobiales; Bartonellaceae; Bartonella. 
ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 
ceae; Burkholderia. 
ref|NR_027609.1| Phaeobacter 

1336206 1337587 Phaeobacter 
; Rhodobacterales; Rhodobacteraceae; 


ref|NR_027605.1| Magnetospirillum 
1339181 1340623 Magnetospirillum 


ia; Rhodospirillales; Rhodospirillaceae; 


ref|NR_027598.1] Syntrophobacter 
1346912 1348397 Syntrophobacter 


fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; 
Syntrophobacteraceae; 


Syntrophobacter. 


Syntrophobacterales; 


104406 Bacteria_16S 1351950 1352017 1 67 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 
Och 149 16S ribosomal RNA, partial sequence 1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 

104406 Bacteria_16S 1359413 1359444 1 32 gi|228720024|ref|NR_027587.1| Burkholderia 
thailandensis strain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; pseudomallei group. 

104406 Bacteria_16S 1362415 1362482 1 67 gi|228719132|ref|NR_027580.1| Octadecabacter 
antarcticus strain 307 16S ribosomal RNA, partial sequence 1361976 1363364 Octadecabacter antarcticus 307 


Bacteria; 
strain HTCC2516 1 
Bacteria; 


CJ2 Bacteria; 


Bacteria; 
Teredinibacter. 


104406 Bacteria_16S 
strain STM815 16S 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
104406 Bacteria_16S 


Bacteria; 


strain STM678 16S 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
104406 Bacteria_16S 1390995 1391062 1 67 gi|228716336|ref|NR_027550.1 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvul 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvular 
104406 Bacteria_16S 1424242 1424273 1 32 gi|224581442|ref|NR_027224.1 
strain B4P 16S ribosomal RNA, partial sequence 1423741 14252 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
104406 Bacteria_16S 1438185 1438216 1 32 gi|224581429|ref|NR_027211.1 
strain S2 16S ribosomal RNA, partial sequence 1437684 14391 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
104406 Bacteria_16S 1444335 1444402 1 67 gi|224581424|ref|NR_027205.1 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 144534 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rh 
Thalassobacter. 

104406 Bacteria_16S 1465422 1465453 1 32 gi| 224581409 |ref|NR_027190.1 
strain U120 16S ribosomal RNA, partial sequence 1464924 14664 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
104406 Bacteria_16S 1468430 1468461 1 32 gi| 224581407 |ref|NR_027188.1 


strain DhA-35 16S 
Proteobacteria; 


denitrificans K60 
Alicycliphilus. 


104406 Bacteria_16S 
strain SW32 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Betaproteobacteria; Rhodocyclales; 
104406 Bacteria_16S 
denitrificans strain K601 16S ribosomal RNA, partial sequ 
Betaproteoba 


Proteobacteria; Alphaproteobacteria; Rhodobacteral 
104406 Bacteria_16S 


1370021 1370088 1 67 gi 


1376146 1376177 1 32 gi 


1377650 1377717 1 67 gi 


1388154 1388185 1 32 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 


1480647 1480678 1 32 gi 


1 Bacteria; Proteobacteria; 


1483651 1483722 1 71 


gi 


1548664 1548695 1 32 gi 


Betaproteobacteria; Burkholderiales; Aqua 
104406 Bacteria_16S 
strain B6 16S ribosomal RNA, partial sequence 


1550130 1550161 1 32 gi 


Betaproteobacteria; Burkholderiales; Aqua 
104406 Bacteria_16S 


1551598 1551629 1 32 gi 


citratiphilum strain B4 16S ribosomal RNA, partial sequen 


Bacteria; 


papyrosolvens DSM 
2782 Bacteria; Fi 


104406 Bacteria_16S 


antarcticus strai 


Proteobacteria; Betaproteobacteria; Burkholderi 
104406 Bacteria_16S 


1577047 1577114 1 

2782 16S ribosomal RNA, 
rmicutes; Clostridia; Clostridiales; Clo 
1610751 1610818 1 67 gi 
n EL-88 16S ribosomal RNA, partial seque 


67 gi 
complete sequen 


antarcticus Bacteria; Proteobacteria; Alphaproteobacteria 


Roseisalinus. 


104406 Bacteria_16S 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 


1612231 1612298 1 67 gi 


6S ribosomal RNA, partial sequence 1369567 
Proteobacteria; Alphaproteobacteria; Rhodobacteral 
104406 Bacteria_16S 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Burkholder 
104406 Bacteria_16S 


turnerae strain T7902 16S ribosomal RNA, partial sequence 


H 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
1386639 1386670 1 32 gi|228716754|ref|NR_027555.1 
ribosomal RNA, partial sequence 1386182 1387616 Burkholderia 


228716720 
1387667 


1467942 14694 
Rhodocyclaceae; 
219878371 
ence 
cteria; 


219857506 
1483159 14846 
Gammaproteobacteria; Oceanospirillales; 
104406 Bacteria_16S 
strain B8 16S ribosomal RNA, partial sequence 


219878468 


es; 
228718299 
13709 
es; 
228717818 
1375665 1377116 Polaromonas naphthalenivorans 
iales; Comamonadaceae; 
228717562 
1377167 1378635 Teredinibacter turnerae T7901 
Alteromonadales genera incertae sedis; 


1389146 Burkholderia 


Rhodobacteraceae; 
ref|NR_027572.1 


Rhodobacteraceae; 
ref|NR_027567.1 


ref|NR_027564.1 


Burkholderiaceae; 
ref|NR_027554.1 


Zoogloea. 
ref|NR_025510.1 

1480151 148165 
Burkholderiales; 
ref |NR_025094.1 
Kushneria 


ref|NR_024875.1 


ref |NR_024874.1 


ref |NR_024871.1 


Aquabacterium. 
ref|NR_026102.1 


ref|NR_025608.1 
1610323 161174 
Rhodo. 


Clostridium. 


Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Polaromonas 


Polaromonas. 
Teredinibacter 


Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


Las 

Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
alomonadaceae; 
219857245 
1548180 1549595 Aquabacterium 
bacterium. 
219857244 
1549646 1551061 Aquabacterium 
bacterium. 
219857243 
ce 1551112 1552529 Aquaba 
ales; 
219846510 
ce 1576577 1578067 Clostr 
stridiaceae; 
219878469 
nce 
Rhodobacterales; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Clostridium 
idium papyrosolvens DSM 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


ref |NR_025607.1 
1611794 161320 


Loktanella 
8 Loktanella 


fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


104406 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


104406 Bacteria_16S 
in N2-214 16S ribosomal RNA, partial s 
Betaproteobacteria; 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


104406 Bacteria_16S 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 
104406 Bacteria_16S 


echinoides strain 
echinoides Bacter 


strain R-8904 16S 


halodurans strain 
Bacteria; Proteob 


limicola strain G 
limicola Bacteria 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


104406 Bacteria_16S 


strain SE3104 16S 


1680674 1680741 1 


cteria; 
1686694 1686725 1 


eria; Proteobacteria; 


1703717 1703784 1 


1711281 1711348 1 


1766055 1766122 1 


1829827 1829858 1 


1835879 18359101 
teria; Proteobacteria; 


1851280 1851347 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
104406 Bacteria_16S 
34Alc 16S ribosomal RNA, partial sequence 17655 
acteria; Gammaproteobacteria; Chromati 
104406 Bacteria_16S 
olChil 16S ribosomal RNA, 
; Proteobacteria; Betaproteobacteria; 
104406 Bacteria_16S 
ain Chol-1S 16S ribosomal RNA, 


ribosomal RNA, partial sequence 


67 gi 


Deinococci; Thermales; Thermaceae; 
32 gi|219878417|ref|NR_025556.1 
equence 1686206 168766 


67 gi 


67 gi 


67 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


104406 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


104406 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


anilini strain An 
Bacteria; Proteob 


104406 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


104406 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


strain 58Eu 16S r 
Proteobacteria; 


strain 47Lol 16S 
Proteobacteria; 


illinoisensis str 


illinoisensis Bacteria; 


Alkanindiges. 


104406 Bacteria_16S 
strain P-1 16S ribosomal RNA, partial sequence 
Clostridia; 
104406 Bacteria_16S 


Firmicutes; 


strain MK405 16S 
Tenericutes; Moll 


strain ICPB 3636 
Proteobacteria; 


strain DSM 11853 
Proteobacteria; 


1878546 1878577 1 


1963737 1963768 1 


teria; Proteobacteria; 


1975730 1975797 1 


1978849 1978916 1 


acteria; 
2006743 2006846 1 


2009846 2009949 1 


2067545 2067576 1 


2069077 2069108 1 


2107220 2107323 1 
Proteobacteria; 
2108754 2108821 1 


Clostridiales; 
2201165 2201232 1 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
104406 Bacteria_16S 


2265128 2265159 1 


2274313 22743441 


2275847 2275878 1 


ibosomal RNA, partial sequence 

Betaproteobacteria; Rhodocyclales; 
104406 Bacteria_16S 
ribosomal RNA, partial sequence 

Betaproteobacteria; Rhodocyclales; 
104406 Bacteria_16S 
ain MVAB Hexl 16S ribosomal RNA, 
Gammaproteobacteria; 


67 gi 


PhOl 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 
104406 Bacteria_16S 


67 gi 


il 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


103 gi 


6S ribosomal RNA, partial sequence 2006247 20 
ammaproteobacteria; Enterobacteriales; 


103 gi 


6S ribosomal RNA, partial sequence 2009346 20 
ammaproteobacteria; Enterobacteriales; 
104406 Bacteria_16S 


32 gi 


32 gi|219878144|ref|NR_025283.1 
2068593 20700 
Rhodocyclaceae; Thauera. 
103 gi|219878115|ref|NR_025254.1 
complete sequence 2106707 210823 


67 gi 


67 gi 
32 gi 
32 gi 


32 gi 


2067059 20 


219878421 


rain TR 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


219878405 
sequence 


219878400 


1710844 17122 


219878360 


n CS-K2 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 
104406 Bacteria_16S 
ain NCIMB 9548 16S ribosomal RNA, partia 
Betaproteobacteri 


ales; Ectothiorhodospirace 

32 gi|219878316|ref|NR_025455.1 

complete sequence 1829317 183084 

Rhodocyclales; Rhodocyclac 

32 gi|219878311|ref|NR_025450.1 

complete sequence 1835368 183689 

Betaproteobacteria; Rhodocyclales; Rhodoc 

67 gi|219878301|ref|NR_025440.1 
1850849 18521 

Rhodospirillaceae; Roseosp 

32 gi| 219878282 |ref|NR_025421.1 

1878060 187954 

Burkholderiales; Burkho 

32 gi|219878219|ref|NR_025358.1 


a; 


219878211 


219878209 


219878191 


219878189 


219878145 


219873437 


2108290 21097 
Clostridiaceae; 


219857598 


2200688 22021 


219857556 


16S ribosomal RNA, partial sequence 2264632 22660 
Betaproteobacteria; Neisseriales; Neiss 
104406 Bacteria_16S 


eriaceae; 
219857550 


16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
104406 Bacteria_16S 
campinensis strain WS2 16S ribosomal RNA, partial sequence 


219857549 


Hydrogenophilales; 


Rhizobiales 


1 sequence 1963237 19647 
Hydrogenophilales; Hy 


19752 


19783 


Desulfobacterales; 


077 
Enterobacteri 


108 
Enterobacteriaceae; 


685 


Pseudomonadales; 


ref|NR_025560.1 
1680196 168167 


ref|NR_025544.1 

1703281 170468 
7 Methylocys 
ref |NR_025539.1 
Loktanell 
ref|NR_025499.1 
52 1767023 Alkali 


4 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref |NR_025330.1 
41 Buttiauxella 
aceae; Butti 
ref |NR_025328.1 
50 Buttiauxella 
Butti 


ref |NR_025284.1 


Mor 


ref |NR_026099.2 


ref |NR_025186.1 


ref|NR_025144.1 


Simonsiella. 
ref |NR_025138.1 


Cupriavidu 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 

Tepidiphilus 
1 Tepidiphilus 


Hydrogenophilaceae; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


Be 
Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Thauera terpenica 


42 Thauera terpenica Bacteria; 
Rhodocyclaceae; Thauera. 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 
Clostridium. 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 


ref|NR_025137.1 


Cupriavidus 


2275359 2276842 Cupriavidus campinensis 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


104406 Bacteria_16S 2295469 2295536 1 67 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

104406 Bacteria_16S 2296935 2297002 1 67 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

104406 Bacteria_16S 2302918 2302985 1 67 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

104406 Bacteria_16S 2304468 2304499 1 32 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

104406 Bacteria_16S 2349763 2349830 1 67 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

104406 Bacteria_16S 2410632 2410663 1 32 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

104406 Bacteria_16S 2436460 2436491 1 32 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

104406 Bacteria_16S 2498317 2498348 1 32 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

104406 Bacteria_16S 2499856 2499887 1 32 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

104406 Bacteria_16S 2505979 2506046 1 67 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 
strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 

104406 Bacteria_16S 2531754 2531785 1 32 gi|219857356|ref|NR_024944.1| Cupriavidus pauculus 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

104406 Bacteria_16S 2533285 2533352 1 67 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

104406 Bacteria_16S 2546334 2546365 1 32 gi|219857346|ref|NR_024934.1| Hylemonella gracilis 
strain ATCC 19624 16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 

104406 Bacteria_16S 2549372 2549439 1 67 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

104406 Bacteria_16S 2564695 2564762 1 67 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

104406 Bacteria_16S 2575525 2575556 1 32 gi| 219857284 |ref|NR_024915.1| Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
104406 Bacteria_16S 2618666 2618697 1 32 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

104406 Bacteria_16S 2641550 2641617 1 67 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

104406 Bacteria_16S 2644668 2644699 1 32 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

104406 Bacteria_16S 2646210 2646241 1 32 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
104406 Bacteria_16S 2649215 2649246 1 32 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

104406 Bacteria_16S 2650718 2650749 1 32 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
6a3 16S ribosomal RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

104406 Bacteria_16S 2652249 2652280 1 32 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

104406 Bacteria_16S 2653735 2653766 1 32 gi|219857222|ref|NR_024850.1| Azoarcus communis 


strain SWub3 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


2653267 2654616 Azoarcus communis Bacteria; 


Rhodocyclaceae 


; Azoarcus. 


104406 Bacteria_16S 2661214 2661281 1 67 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

104406 Bacteria_16S 2662597 2662664 1 67 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

104406 Bacteria_16S 2674718 2674749 1 32 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

104406 Bacteria_16S 2682291 2682358 1 67 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

104406 Bacteria_16S 2713536 2713607 1 Fak gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

104406 Bacteria_16S 2730366 2730437 1 71 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

104406 Bacteria_16S 2743739 2743770 1 32 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

104406 Bacteria_16S 2794675 2794742 1 67 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

104406 Bacteria_16S 2835494 2835525 1 32 gi|219856900|ref|NR_024721.1| Burkholderia 
kururiensis strain KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

104406 Bacteria_16S 2847697 2847728 1 32 gi|219856892|ref|NR_024711.1| Delftia acidovorans 


strain IAM 12409 
Proteobacteria; 


Hydrogenophilus. 


104406 Bacteria_16S 


strain IFO 13613 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
104406 Bacteria_16S 


japonicum strain 
japonicum Bacteri 


104406 Bacteria_16S 


strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
104406 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


104406 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


104406 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


104406 Bacteria_16S 


mechernichensis s 
mechernichensis B 


104406 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


104406 Bacteria_16S 


histidinovorans s 
histidinovorans B 


104406 Bacteria_16S 


strain Nl 16S rib 


strain DSM 12081 


Proteobacteria; B 


B 
104406 Bacteria_16S 
lanceolatus strai 
lanceolatus Bacte 
104406 Bacteria_16S 
thermoluteolus st 
thermoluteolus Ba 


etaproteobacteria; Burkholderiales; Co: 
2861673 2861704 1 32 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2918491 2918522 1 32 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


ma: 
2 
1 
a; 
2 
eq 
er 
2928984 2929051 1 67 gi 
lo 
2931998 2932065 1 67 gi 
ATCC 19191 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria; 
3004966 3005033 1 67 gi 

6 16S ribosomal RNA, partial sequence 
lo 
3025961 3026028 1 67 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 
3055031 3055062 1 32 gi 


rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


te. 


1 
er 


3059583 3059614 1 32 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3061124 30611551 32 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3074420 3074451 1 32 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3088090 3088157 1 67 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3109000 3109067 1 67 gi 
osomal RNA, complete sequence 


gi 
oc 


eq 
te. 


en 
al 


al 
ri 


ho 
3113547 3113578 1 32 gi 
16S ribosomal RNA, complete sequence 


etaproteobacteria; Rhodocyclales; Rhodoc 


104406 Bacteria_16S 
antarctica strain star-1 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2847193 28487 


19856883 


19856844 


219856837 
16S ribosomal RNA, partial sequence 2928528 29299 


219856835 


219846920 


219846906 


219846885 


219846882 
3059104 30605 


219846881 


219846872 


219846863 


219846849 
3108566 31099 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


104406 Bacteria_16S 219846846 


monadaceae; Delftia. 

ref |NR_024702.1 
2861171 286267 

deriales; Comamo 

ref |NR_024663.1 
2918000 291946 


ogenophilales; H 


sequence 
Burkhol 


uence 
ia; Hydr 


ref |NR_024656.1 
56 Terasakiella 
e; Terasakiella. 
ref |NR_024654.1 

2931509 293296 
irillales; Pseud 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
NR_026477.1 
3054533 305602 
ocyclales; Rhodo 


cystacea 


quence 
Oceanosp 


30045 
cystacea 


30255 
rales; C 


sequence 
ia; Rhod 


ref |NR_026474.1 


yclaceae; Thauera. 
NR_026473.1 
3060645 306213 
docyclales; Rhod 
ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref|NR_026455.1 
3087607 308909 
Clostridiaceae; 


ref|NR_026441.1 


uence 
ria; Rho 
ce 30739 
es; Rhod 


sequence 
diales; 


dobacteraceae; Rhodovulu 
ref|NR_026438.1 
39 3114569 Azoarc 


; Azoarcus. 


31130 
yclaceae 


3116625 3116692 1 67 gi 


219846844 


ref|NR_026436.1 
3116131 311762 


14 Delftia acidovorans Bacteria; 


Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Terasakiella pusilla 


pusilla Bacteria; 


Pseudospirillum 

7 Pseudospirillum 
ospirillum. 

Methylosinus sporium 
osinus sporium Bacteria; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Propionivibrio 

8 Propionivibrio 
cyclaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 
ocyclaceae; Thauera. 
Ferribacterium 
acterium limneticum 
ibacterium. 
Natronincola 

0 Natronincola 
Natronincola. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Psychromonas 
9 Psychromonas 


antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


Psychromonas. 


104406 Bacteria_16S 


strain A901/1 16S 


Proteobacteria; Alphapro 
104406 Bacteria_16S 
heliothermus stra 
heliothermus Bact 


Antarctobacter. 


104406 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphapro 
104406 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


104406 Bacteria_16S 


australicum strai 
australicum Bacte 


104406 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


104406 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


104406 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


104406 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


104406 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


104406 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


104406 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


104406 Bacteria_16S 


periodonticum str 
periodonticum Bac 


104406 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


104406 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


104406 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


104406 Bacteria_16S 


strain E-37 16S r 
Proteobacteria; A 


104406 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


104406 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


104406 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


G 
104406 Bacteria_16S 


acteria; Proteobacteria; Alphaproteobact 
3263379 3263446 1 67 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3350018 3350049 1 32 gi 


al 
ia 


etaproteobacteria; Burkholderiales; Bu 
3353081 3353152 1 71 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3385238 3385341 1 103 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


H 


1 
ia 


3386711 3386782 1 4 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3389679 3389746 1 67 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3522422 3522453 1 32 gi 


H 


etaproteobacteria; Rhodocyclales; Rhodoc 
3531525 3531592 1 67 gi 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3556226 3556257 1 32 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3618483 3618537 1 54 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3621245 3621299 1 54 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; Fusoba 
3627302 3627333 1 32 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3682303 3682370 1 67 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3716834 3716901 1 67 gi 
ibosomal RNA, partial sequence 


gi 
oc 


se 
Fu 


le 


te 


219846745 


219846684 
6S ribosomal RNA, partial sequence 3349528 33510 
rk 
219846682 
3352589 33540 


219846659 


219846658 


219846652 


219846561 


6S ribosomal RNA, partial sequence 3521933 35234 


219846555 
3531057 3532455 Sarci 


219846538 
3555718 35572 
219846493 
219846491 
219846487 


219846449 


219846425 
3716418 37177 


eria; Rhodospirillales; 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 


ref |NR_026276.1 


sequenc 
Rhizob 


, 


; Paucimonas 
NR_026274.1 


holderiaceae 


ref 
alomonadaceae; Halomonas 
ref|NR_026251.1 

3384746 338616 
spirillales; Hal 


sequence 
Oceano 


’ 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref |NR_026244.1 
nce 338924 
s; Thermaceae; 
ref|NR_026153.1 


33862 
alomonad 


al seque 
Thermale 


; Thauera. 
ref |NR_026147.1 
na maxima Bacter 


yclaceae 


ref|NR_026130.1 


+ Zoogloea. 
ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref|NR_026083.1 
sequence 362084 
s; Fusobacteriac 
ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 


ref|NR_026016.1 


yclaceae 


quence 
sobacter 


partial 
cteriale 


36267 


s; Neiss 


36818 
rales; R 


104406 Bacteria_16S 


strain C-1 16S ri 


bosomal RNA, partial sequence 


lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula 
3794581 3794612 1 32 gi| 219846367 |ref|NR_025958.1 
ibosomal RNA, partial sequence 3794096 37955 
etaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
3797627 3797694 1 67 gi|219846364|ref|NR_025955.1 
ibosomal RNA, partial sequence 3797117 37986 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cyclocla 
3828166 3828233 1 67 gi|219846344|ref|NR_025934.1 
73 16S ribosomal RNA, partial sequence 3827653 3829122 Cardio 
acteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriac 
3835536 3835607 1 71 gi|219846338|ref|NR_025928.1 


3134525 3134592 1 67 gi|219846832|ref|NR_026424.1| Paracoccus alkenifer 
ribosomal RNA, partial sequence 3134094 3135501 Paracoccus alkenifer Bacteria; 
teobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
3161927 3161994 1 67 gi|219846814|ref|NR_026406.1| Antarctobacter 
in EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
3163388 3163455 1 67 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 
teobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 
3198558 3198625 1 67 gi|219846789|ref|NR_026381.1| Magnetospirillum 
train DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 


Rhodospirillaceae; 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 

nas eurihalina Bacteria; 
Meiothermus 

4 3390664 Meiothermus 


Meiothermus. 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Sarcina maxima strain 
ia; Firmicutes; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Fusobacterium 

8 Fusobacterium 

erium. 

Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Halomonas halodurans 


3835060 3836533 Halomonas halodurans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


104406 Bacteria_16S 


3837066 3837137 1 


71 


strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; 
104406 Bacteria_16S 
strain Td-21 16S 
Proteobacteria; 

104406 Bacteria_16S 


Proteobacteria; 
104406 Bacteria_16S 


strain OCh 254 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
219846250 


104406 Bacteria_16S 


3855268 3855299 1 


3875087 3875118 1 


3899803 3899870 1 


3962817 3962848 1 


Gammaproteobacteria; Oceanospirillales; 


32 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
219846312 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
Betaproteobacteria; Neisseriales; Neisseriaceae; 

219846295 
743 Roseibium denhamense Bacteria; 
Roseibium. 


32 


67 


32 


strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
104406 Bacteria_16S 
strain 2761 16S 
Proteobacteria; 

104406 Bacteria_16S 


3964324 3964355 1 


3971672 3971703 1 


32 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
219846244 


32 


gi 
3836584 3838 


gi 
3854781 3856 


gi 


gi 
3899350 3900 


gi 
3962329 3963 


Betaproteobacteria; Burkholderiales; Comamonadac 


gi 
3963836 3965 


gi 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; 


104406 Bacteria_16S 
strain IAM 13153 


16S ribosomal RNA, 


Proteobacteria; 
3976045 3976112 1 


Betaproteobacteria; 


67 


complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 


104406 Bacteria_16S 


4055434 40555015 


71 


strain SS20 16S ribosomal RNA, partial sequence 


Proteobacteria; 
104406 Bacteria_16S 
maritimus strain 
Bacteria; 
104406 Bacteria_16S 
strain CLN-1 16S 
Proteobacteria; 

104406 Bacteria_16S 


strain A828 16S ribosoma 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
104406 Bacteria_16S 4122033 4122064 1 32 gi|219846135|ref|NR_025725.1 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 412305 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rho 
Petrobacter. 

104406 Bacteria_16S 4134156 4134223 1 67 gi|219846124|ref|NR_025714.1 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 413512 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 

104406 Bacteria_16S 4146642 4146709 1 67 gi|219846116|ref|NR_025706.1 


lampyridicola strain PUP 
lampyridicola Bacteria; 


104406 Bacteria_16S 
strain PIMN-1 16S 


104406 Bacteria_16S 


Schlegelella. 
104406 Bacteria_16S 


riboso 
Tenericutes; Mollicutes; 


4056916 4056983 1 


4081287 4081318 1 


4108291 4108358 1 


4184950 4185001 1 


4189555 4189586 1 


4231910 4231977 1 


Proteobacteria; 


Gammaproteobacteria; Oceanospirillales; 


67 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
219846165 


32 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Tepidimonas 
219846146 
243 Bartonella chomelii Bacteria; 


67 


1 RNA, partial sequence 


51 


mal RNA, partial sequence 
Entomoplasmatales; 


32 


67 


219846337 


219846249 


Burkholderiales; 


ref|NR_025927.1 
Halomonas 
ref|NR_025915.1 
Azoarcus. 
ref|NR_025902.1 
Neisseria. 
ref|NR_025885.1 


ref |NR_025840.1 


Rhodoferax. 
NR_025839.1 


eae; 
ref 


Rhodocyclus. 
ref|NR_025834.1 

3971185 397263 
Coma: 


Halomonas pacifica 


063 Halomonas pacifica Bacteria; 
Halomonadaceae; 
219846325 


Azoarcus tolulyticus 


237 Azoarcus tolulyticus Bacteria; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Roseibium denhamense 


Rhodoferax fermentans 


785 Rhodoferax fermentans Bacteria; 


Rhodocyclus tenuis 


295 Rhodocyclus tenuis Bacteria; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 


gi|219846241|ref|NR_025831.1| Mycoplana bullata 
3975607 3977021 Mycoplana bullata Bacteria; 
Mycoplana. 
gi|219846183|ref|NR_025773.1| Halomonas koreensis 
4054980 4056378 Halomonas koreensis Bacteria; 
Halomonadaceae; Halomonas. 
gi|219846182|ref|NR_025772.1| Microbulbifer 
4056429 4057918 Microbulbifer maritimus 
Alteromonadaceae; Microbulbifer. 


gi 
4080799 4082 


gi 
4107869 4109 


-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatal 


219846086 


gi 
4184459 4185 


Entomoplasmataceae; 
219846083 
thermodepolymerans strain K14 16S ribosomal RNA, partial 
thermodepolymerans Bacteria; 


gi 
sequenc 


Betaproteobacteria; 


gi 


methylohalidivorans strain MB2 16S ribosomal RNA, partial sequen 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteri 


Leisingera. 
104406 Bacteria_16S 


83582 83620 1 


39 


strain F 16S ribosomal RNA, partial sequence 83062 


Clostridia; 
104406 Bacteria_16S 


Clostridiales; 


86609 86647 1 


Ruminococcaceae; Anaerofilum. 
265679005 


39 


gi 


84529 Anae 


gi 


pentosovorans strain Fae 16S ribosomal RNA, partial sequence 


pentosovorans Bacteria; 


104406 Bacteria_16S 


strain R-10 16S ribosomal RNA, 
Sphingobacteria; 


Bacteroidetes; 
104406 Bacteria_16S 


propionicum strain X2 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; Firmicutes; 
104406 Bacteria_16S 


Firmicutes; 
132470 132508 1 
152124 152162 1 


Clostridia; 
155245 155283 1 


Clostridia; 


39 


complete sequence 
Sphingobacteriales; Rhodothermac 


39 


39 


Clostridiales; 
265678974 


R 
gi 
131953 1334 


gi 
1516 


Clostridiaceae; 
265678959 


gi 


formicaceticum strain Al 16S ribosomal RNA, partial sequence 


formicaceticum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


219846047 


265679007 


265678961 


ref|NR_025755.1 


ref|NR_025736.1 


4146134 414764 
es; Spiroplasmata 
ref|NR_025676.1 
949 Entomoplasma 
Entomoplasma. 

ref|NR_025673.1 
189049 419056 
Burkholderiales; 


rs 


e 


ref |NR_025637.1 
ce 4231451 423288 
a; Rhodobacterale 


ref |NR_029315.1 
rofilum agile Bac 


ref |NR_029313.1 

86091 87556 
uminococcaceae; A 
ref |NR_029282.1 
95 Rhodothermus 
eae; Rhodothermus 
ref |NR_029269.1 
17. 153137 Clostr 
Clostridium. 


Tepidimonas aquatica 


297 Tepidimonas aquatica Bacteria; 


Bartonella chomelii 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Entomoplasma luminosum 


luminosum Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Anaerofilum agile 
teria; Firmicutes; 


Anaerofilum 
Anaerofilum 
naerofilum. 
Rhodothermus marinus 


marinus Bacteria; 


Clostridium 
idium propionicum 


ref |NR_029267.1 
154728 156242 
Clostridiaceae; C 


Clostridium 
Clostridium 
lostridium. 


104406 Bacteria_16S 353260 353330 1 70 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

104406 Bacteria_16S 354719 354789 1 70 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

104406 Bacteria_16S 594425 594463 1 39 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

104406 Bacteria_16S 658137 658175 1 39 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

104406 Bacteria_16S 868813 868867 1 54 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

104406 Bacteria_16S 1126400 1126454 1 54 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

104406 Bacteria_16S 1156644 1156698 1 54 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

104406 Bacteria_16S 1159661 1159715 1 54 gi|228721485|ref|NR_027608.1| Desulfotomaculum 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

104406 Bacteria_16S 1287986 1288040 1 54 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 


Lactobacillales; 


104406 Bacteria_16S 
strain LB23 16S r 


Fusobacteria; Fus 


104406 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; 


strain E42 16S ri 
Tenericutes; Moll 


104406 Bacteria_16S 
equigenitalium st 
equigenitalium Ba 
104406 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


104406 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
104406 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 
104406 Bacteria_ 
strain 4822 16S r 
Tenericutes; Moll 


104406 Bacteria_16S 


strain SG3902 16S 
Firmicutes; Clost 


104406 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


104406 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


104406 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


104406 Bacteria_16S 


strain OP 16S rib 


104406 Bacteria_16S 


strain KLB 16S ri 


G 
104406 Bacteria_16S 
aerophilus strain 
aerophilus Bacter 
104406 Bacteria_16S 


Weissella. 
1567968 1568022 1 54 
ibosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2366614 2366668 1 54 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2426086 2426140 1 54 gi 
ribosomal RNA, partial sequence 


qu 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3778083 3778137 1 54 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; 
3941965 3942035 1 

osomal RNA, partial sequence 


Sa 


Thermotoga. 
70 gi 


Ac 


219846057 
1567482 15689 


2364627 23660 
219857482 
la 


219857441 
2425586 24269 


2475319 24767 


3532506 35339 


219846378 
3777587 37790 


219846264 
3941522 39429 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


ref|NR_025647.1 
67 Leptotrichia 


86 Mycoplasma el 


ref|NR_025070.1 
2366137 23675 
e; Mycoplasma. 
ref|NR_025029.1 
98 Viridibacillu 


ence 
smatacea 


73 Mycoplasma fa 


66 Sarcina ventr 
rcina. 
ref|NR_025969.1 
67 Thermotoga su 


ref|NR_025854.1 
34 Acidiphilium 


etobacteraceae; Acidiph 


3947811 3947881 1 70 
bosomal RNA, partial sequence 


gi 


219846260 
3947368 3948780 Acidiphilium angustum Bacteria; 


ref|NR_025850.1 


9 


i 


Leptotrichia hofstadii 
hofstadii Bacteria; 


obacteriales; Fusobacteriaceae; Leptotrichia. 

1755512 1755582 1 70 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
6S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1905856 1905896 1 41 gi|219878259|ref|NR_025398.1| Hymenobacter 

I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
ia; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
2365104 2365158 1 54 gi|219857483|ref|NR_025071.1| Mycoplasma elephantis 


ephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Viridibacillus neidei 
s neidei Bacteria; 


lales; Planococcaceae; Viridibacillus. 
2459194 2459264 1 70 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
2474303 2474357 1 54 gi|219857400|ref|NR_024988.1| Mycoplasma 
ain 117C 16S ribosomal RNA, partial sequence 2473825 2475268 Mycoplasma 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
16S 2475798 2475852 1 54 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 


stidiosum Bacteria; 


3017065 3017103 1 39 gi|219846912|ref|NR_026504.1| Orenia salinaria 
ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
3526965 3527003 1 39 gi|219846558|/ref|NR_026150.1| Clostridium 
rain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3532972 3533026 1 54 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 


iculi Bacteria; 


Thermotoga subterranea 
bterranea Bacteria; 


Acidiphilium rubrum 
rubrum Bacteria; 

lium. 

Acidiphilium angustum 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


104406 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


104406 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


104406 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


104406 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


104406 Bacteria_16S 


chrysopicola stra 
chrysopicola Bact 


104406 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


104406 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


104406 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


104406 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


104406 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


104406 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


104406 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


104406 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


104406 Bacteria_16S 


multiglobuliferum 
multiglobuliferum 


104406 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


104406 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


104406 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


104406 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


104406 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


104406 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


104406 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


104406 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


4079741 4079795 1 54 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4138812 4138866 1 

in EA-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 
4140379 4140449 1 70 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4148206 4148260 1 54 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4157451 4157505 1 

in DF-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 
4160583 4160653 1 70 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4181977 4182031 1 54 gi 
n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 
89528 89597 1 69 gi 
ain JSP 16S ribosomal RNA, partial seq 
teria; Thermodesulfobacteria; Thermode 
erium. 

510992 511017 82 
osomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1275848 1275921 1 73 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1397034 1397103 1 69 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


gi 
Spiroplasmata 
54 gi 
ue 
la 


as 


Spiroplasmata 
54 gi 
ue 


la 


eq 
la 


s 
so 


ue 
su 


107 gi 


ce 
ay 


ue 
ba 


2277400 2277469 1 69 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2607806 2607875 1 69 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2935059 2935092 39 72 gi 
strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
3761577 3761649 1 72 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
4084342 4084371 3 32 gi 
F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 


e 
oc 


ia 
er 


ar 
ba 


v 


e 
il 


219846166 
4079234 40 
219846121 
219846120 
eq 


219846115 


4147699 41 


219846109 


219846107 
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265679003 


265678711 
510382 51190 
219846179 


228715764 


219857548 


219857263 


219856833 


219846391 


3761076 37625 


219846163 


ref|NR_025756.1 
807 
Sp lasma. 
NR_025711.1 
138305 413982 

; Spiroplasmatac 
ref|NR_025710.1 
4139871 414138 
Spiroplasmatace 


ref|NR_025705.1 


irop 
ref 


ceae; 


rs 


nce 
smatales 
uence 
matales; 
492 
Sp lasma. 
ref |NR_025699.1 
4156944 415845 

; Spiroplasmatac 
ref|NR_025697.1 
160075 416159 

; Spiroplasmatac 
ref|NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref|NR_029311.1 
89036 90489 
riales; Thermod 


ceae; irop 
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uence 
smatales 


rs 


equence 
bacteria 


nce 
lfobacte e 


ref|NR_029016.1 


ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_027539.1 

1396599 139803 
Rhizobiales; Met 


12753 
illales; 


nce 
cteria; 


ref |NR_025136.1 

2276893 2278392 Methyl 
cales; Methylococcaceae; 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024652.1 
uence 293453 
Oceanospirillale 
ref |NR_025982.1 


1 sequen 
ia; Ocea 


tial seq 
cteria; 


Geobacteraceae; Geobacte 
ref|NR_025753.1 
73 4085273 Methyl 


thylophilaceae; 


40838 
ales; Me 


4240916 4240985 1 69 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
23171 23211 1 41 gi 
in 265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
56558 56626 1 68 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
284879 284947 1 68 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
290944 290976 1 33 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
303034 303086 3 54 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


ce 
le 


en 
id 


nc 
al 


en 
ac 


gi 


el 


104406 Bacteria_16S 


populi BJ001 16S 


415788 415856 1 68 gi 
ribosomal RNA, partial sequence 


219846041 


265679048 


265679026 


265678870 


265678866 
290399 29196 


265678858 
302503 30397 


265678777 
415329 416805 Methylobacterium populi BJ001 


ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref|NR_029356.1 

24226 Clostr 
Clostridium. 
NR_029334.1 
57529 Thiocy 
matiaceae; Thioc 
ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref |NR_029172.1 


42404 
s; Methy 


ce 22677 
iaceae; 


56079 
Chro: 


e 
es; 


ce 28438 
terales; 


ref|NR_029164.1 


otrichaceae. 


ref 


NR_029082.1 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Fusobacterium 

4 Fusobacterium 

ium. 
Thermodesulfobacterium 
Thermodesulfobacterium 

sulfobacteriaceae; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Methylobacterium 

3 Methylobacterium 

hylobacteriaceae; 


Methylomicrobium 

omicrobium buryatense 
Methylomicrobium. 
Neptunomonas 

7 Neptunomonas 

eptunomonas. 
Oceanospirillum 

1 2935988 Oceanospirillum 

s; Oceanospirillum. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


Ts 

Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Clostridium 

idium orbiscindens 


Thiocystis gelatinosa 
stis gelatinosa 

ystis. 

Desulfobulbus 

obulbus rhabdoformis 
e; Desulfobulbus. 
Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Methylobacterium 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 


104406 Bacteria_16S 


strain E7107 16S 


ludipueritiae str 


ludipueritiae Bacteria; Proteobacteria; Alphaproteobact 
Roseomonas. 

104406 Bacteria_16S 565880 565920 1 41 gi 
daecheongense strain CPW406 16S ribosomal RNA, partial 

daecheongense Bacteria; Bacteroidetes; Flavobacteria; F 
Chryseobacterium. 

104406 Bacteria_16S 604889 604957 1 68 gi 
impatiens strain EL-105 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
Saccharospirillum. 

104406 Bacteria_16S 606518 606542 82 106 gi 
picturae strain R-5321 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanoba 
104406 Bacteria_16S 621712 621752 1 41 gi 
defluvii strain B2 16S ribosomal RNA, partial sequence 

Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriale 
104406 Bacteria_16S 783412 783452 1 41 gi 
satelles strain VPI D143K-13 16S ribosomal RNA, partial 
satelles Bacteria; Firmicutes; Clostridia; Clostridiale 
104406 Bacteria_16S 787952 788024 1 72 gi 


strain M39 16S ri 


446581 446649 1 


561280 561348 1 


68 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
104406 Bacteria_16S 
ain 170-96 16S ribosomal RNA, partial 


68 


bosomal RNA, partial sequence 


gi 


265678757 


446125 44760 


gi 


265678678 
sequence 
eria; 


265678675 
sequence 


265678648 
ence 60442 
irillales; 


265678647 
nce 60592 
cillus. 
265678637 
62122 
S; 
265678523 
sequence 
s; Lachnos 
265678520 


787469 78896 


Acetobacte 


Rhodospi 


lavobacter 


Flavobacter 


ref |NR_029062.1 
raceae; 
ref |NR_028983.1 

560822 56230 


ref|NR_028980.1 
565378 56682 
iales; Flavobac 


ref |NR_028953.1 
0 605869 Sacch 
Saccharospiril 


ref |NR_028952.1 


ref |NR_028942.1 
9 622643 Chrys 
iaceae; 
ref |NR_028827.1 

782926 78438 
piraceae; Shutt 
ref |NR_028824.1 
2 Methylophaga 


7 
rillales; Ac 


3 
teriaceae; 


a 
di 


1 
1 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 
Roseomon 


as. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Chryseobacterium 


Chryseobacterium 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Oceanobacillus 


0 607435 Oceanobacillus picturae 


Chryseobacterium 


eobacterium defluvii 
Chry 


seobacterium. 
Shuttleworthia 
Shuttleworthia 

eworthia. 

Methylophaga alcalica 

alcalica Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

104406 Bacteria_16S 791051 791115 1 64 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

104406 Bacteria_16S 814075 814147 1 72 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
104406 Bacteria_16S 900522 900594 1 72 gi|265678444|ref|NR_028746.1| Thioalkalimicrobium 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
104406 Bacteria_16S 902054 902122 1 68 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

104406 Bacteria_16S 940677 940717 1 41 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

104406 Bacteria_16S 1061655 1061695 1 41 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

104406 Bacteria_16S 1066204 1066276 1 72 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 
strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

104406 Bacteria_16S 1152132 1152196 1 64 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

104406 Bacteria_16S 1158124 1158164 1 41 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

104406 Bacteria_16S 1196067 11961311 64 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

104406 Bacteria_16S 1230812 1230844 1 33 gi|219878275|ref|NR_025414.1| Thermocrinis albus 
strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 1231793 Thermocrinis albus DSM 14484 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 

104406 Bacteria_16S 1272992 1273032 1 41 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

104406 Bacteria_16S 1274414 1274454 1 41 gi|219846219|ref|NR_025809.1| Sejongia antarctica 
strain AT1013 16S ribosomal RNA, partial sequence 1273959 1275312 Sejongia antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

104406 Bacteria_16S 1383600 1383640 1 41 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

104406 Bacteria_16S 1404530 1404598 1 68 gi|219857153|ref|NR_024781.1| Haliangium tepidum 


strain SMP-10 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 


1404010 1405517 Haliangium tepidum Bacteria; 


104406 Bacteria_1 
strain OSBAC1 16S 
G 
104406 Bacteria_1 
strain JK 615 16S 
Clost 
104406 Bacteria_1 
strain 2825 16S r 
G 
104406 Bacteria_1 


Proteobacteria; 


Firmicutes; 


Proteobacteria; 


strain LMG 2096 
Proteobacteria; 


strain CCUG 43457 


Bacteroidetes; 


stellipolaris Bac 
Alteromonas. 


104406 Bacteria_16S 
joostei strain LM 


joostei Bacteria; 


104406 Bacteria_16S 
scophthalmum stra 
scophthalmum Bact 


Chryseobacterium. 


104406 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


104406 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; 


strain T9 16S rib 
Proteobacteria; 


strain SW-47 16S 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
104406 Bacteria_16S 2220796 2220868 1 72 gi| 219857585 |ref|NR_025173.1 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
104406 Bacteria_16S 2223731 2223799 1 68 gi| 219857583 |ref|NR_025171.1 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermo 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobac 
Thermodesulfatator. 

104406 Bacteria_16S 2262009 2262077 1 68 gi| 219857558 |ref|NR_025146.1 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 226299 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermo 
Thermodesulfobacterium. 

104406 Bacteria_16S 2393909 2393949 1 41 gi|219857464|ref|NR_025052.1 
strain Loup-1 16S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
104406 Bacteria_16S 2647732 2647804 1 72 gi|219857226|ref|NR_024854.1 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 264867 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirick 
Thiomicrospira. 

104406 Bacteria_16S 2782641 2782709 1 68 gi|219857128|ref|NR_024756.1 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 27836 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
104406 Bacteria_16S 2823333 2823365 1 33 gi| 219856908 |ref|NR_024729.1 
subterraneus strain HGP1 16S ribosomal RNA, partial sequence 2822817 282431 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 
104406 Bacteria_16S 2889467 2889507 1 41 gi| 219856863 |ref|NR_024682.1 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 28904 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

104406 Bacteria_16S 2921575 2921615 1 41 gi| 219856842 |ref|NR_024661.1 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 292256 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Euba 
104406 Bacteria_16S 2989682 2989738 1 56 gi|219846930|ref|NR_026522.1 
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219878248 
ue 
cteriales; 
219878247 
sequence 


obacteri 


219878235 
equence 
Rhizo 


219878176 
2028754 20301 
tiaceae; 
219878132 
2085504 20870 
Alcanivor 
219878121 
2100672 21021 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025525.1 
87 Butyrivibrio 
rio. 
ref|NR_025506.1 
69 Psychromonas 
daceae; Psychro 
ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025484.1 
30 1786580 Dysgon 
sgonomonas. 
ref |NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 
1920604 192206 
ales; Flavobacte 


’ 


NR_025374.1 
1938810 194024 
biales; Methylob 
ref|NR_025315.1 


Chr 
ref 


omatium. 
NR_025271.1 


acac 
ref 


eae; Alcaniv 
NR_025260.1 


Rheinheimera baltica 


baltica Bacteria; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Psychromonas profunda 


profunda Bacteria; 
monas. 


Halomonas muralis 

nas muralis Bacteria; 
Dysgonomonas mossii 

omonas mossii Bacteria; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Methylobacterium 
9 Methylobacterium 


acteriaceae; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Xanthobacter viscosus 


viscosus Bacteria; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Porphyromonas gulae 
gulae Bacteria; 


Thiomicrospira 
1 Thiomicrospira 


ettsiaceae; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Hydrogenobacter 
3 Hydrogenobacter 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Eubacterium 
6 Eubacterium 
cterium. 


Legionella tucsonensis 


strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


104406 Bacteria_16S 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquif 


104406 Bacteria_16S 
strain 1145589 16 
Bacteroidetes; 
104406 Bacteria_16S 
strain 4-87 16S r 
Proteobacteria; 
104406 Bacteria_16S 


strain GY-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
104406 Bacteria_16S 


proteolyticus strain DSM 20540 16S ribosomal RNA, parti 
proteolyticus Bacteria; 


104406 Bacteria_16S 
strain NR-27 16S 
Bacteroidetes; 
104406 Bacteria_16S 


ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 32963 
Clostridiales; 


Bacteria; Firmicutes; 
104406 Bacteria_16S 

hydrogenotrophica 
hydrogenotrophica 
104406 Bacteria_16S 


autotrophicus strain 7c 16S ribosomal RNA, partial sequence 33071 
Proteobacteria; Alphaproteobacteria; Rhizobia 


Bacteria; 
104406 Bacteria_16S 


pantelleriensis strain AAP 16S ribosomal RNA, partial s 
pantelleriensis Bacteria; 


Halomonas. 
104406 Bacteria_16S 
strain ATCC 51270 
Bacteria; 
104406 Bacteria_16S 
strain DSM 6836 1 
Firmicutes; 
104406 Bacteria_16S 
strain DSM 6011 1 
Firmicutes; 
104406 Bacteria_16S 
strain VPB 4875 1 
Bacteroidetes; 
104406 Bacteria_16S 
thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 

104406 Bacteria_16S 


anatipestifer strain ATCC 11845 16S ribosomal RNA, partia 
anatipestifer Bacteria; 


104406 Bacteria_16S 
strain ATCC 29543 
Bacteria; 
104406 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 

104406 Bacteria_16S 
extorquens strain 


Methylobacterium. 
104406 Bacteria_16S 


Bacteroidia; 


Sphingobacteria; 


Bacteria; 


Bacteroidetes; 


Clostridia; 


Clostridia; 


Bacteroidia; 


2995727 2995759 1 


3015562 3015602 1 
Bacteroidales; 
3072972 3073044 1 
3139015 3139055 1 


Deinococci; Thermales; 
3169496 3169568 1 


Deinococcus-Thermus; 
3218124 3218164 1 
3296845 3296885 1 


Clostridia; 
3298370 3298410 1 


Firmicutes; 
3307585 3307657 1 
3319639 3319703 1 
Proteobacteria; 
3409424 3409464 1 


Bacteroidia; 
3446391 3446431 1 


Clostridiales; 
3525397 3525437 1 


Clostridiales; 
3546999 3547039 1 


Bacteroidales; 
3580264 3580332 1 


3703418 3703458 1 
Bacteroidetes; 
3817479 3817503 44 
3892149 38922171 
Proteobacteria; 


3939064 39391321 


TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


3944885 3944953 1 


33 


41 


S ribosomal RNA, partial sequence 


72 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


41 


Thermaceae; 


72 


41 


ribosomal RNA, partial sequence 
Sphingobacteriales; Flammeovirgac 


41 


41 


72 


64 


41 


41 


41 


41 


68 


41 


Flavobacteria; 


68 


68 


strain DSM 735 16S ribosomal RNA, 
Bacteria; 


68 


complete sequence 


68 


strain PW2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


104406 Bacteria_16S 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 39562 
ae; Aquificales; Aquificaceae; Hydrogenobaculum. 


Bacteria; Aquific 
104406 Bacteria_16S 
strain TF-22T 16S 
Proteobacteria; 
104406 Bacteria_16S 


3956776 3956808 1 


4044976 4045048 1 


4128094 4128166 1 


33 


72 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonad 


72 


gi 


Lachno 


gi 


strain S5a36 16S ribosomal RNA, parti 
Clostridia; 


gi 


gi 


Gammaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


gi 


6S ribosomal RNA, partial sequence 3445905 34473 
Clostridiaceae; 


gi 


6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiaceae; 


gi 


6S ribosomal RNA, partial sequence 3546505 35479 
Porphyromonadaceae; 


gi 


strain RB-3 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


gi 


gi 


gi 


3944448 39458 


gi 


gi 


4044490 40459 


gi 


Clostridiales 


Porphyromona 


Flavobacter 


complete sequ 
Gammaproteobacteria; 


219846723 
spiraceae; 
219846722 
al sequenc 
219846716 
les; Xanth 
219846706 
equence 


Oc 


219846638 
34089 


219846612 


Clostridiu 
219846559 


Clostridiu 
219846545 


Po 


219846522 
sequence 


219846434 
1 sequen 


219846351 
38169 


219846300 


219846266 
Rhizobi 
219846262 
Acetobacte 


219846254 


219846190 


eae; 
ref 
ref 


; BL 
ref 


obac 
ref 


eano 
ref 


dace 
ref 


m. 
ref 


m. 
ref 


rphy 
ref 


Rhod 
ref 


iale 
ref 
S; H 
ref 


ence 
Ocea 


ales 
ref 
race 
ref 
ref 


acea 


219846131 


halophilus strain JC2043 16S ribosomal RNA, partial sequence 


ref 


73 3297834 Pseud 
Pseudobutyrivibrio. 


e 3297885 32993 


3319157 33206 


32 3410401 Porph 


87 Porphyromonas 


3579840 35812 


ce 3702915 37043 


54 3818434 Woline 


3938625 39400 


75 3957710 Hydrog 


Thermonema. 
NR_026315.1 


NR_026314.1 
4 
autia. 
NR_026308.1 


teraceae; 
NR_026298.1 
3 
spirillales; 


NR_026230.1 


ae; 
NR_026204.1 


NR_026151.1 


NR_026137.1 


romonas. 
NR_026114.1 
6 
ospirillales 
NR_026025.1 
0 
s; Flavobact 
NR_025942.1 


elicobactera 
NR_025890.1 

389163 
nospirillale 
NR_025856.1 
3 
7 Methylobac 
NR_025852.1 


ae; Acidocel 
NR_025844.1 


NR_025780.1 


e; Alteromon 


gi|219846926|ref|NR_026518.1| Hydrogenobacter 
sequence 2995219 2996732 Hydrogenobacter 
icaceae; Hydrogenobacter. 
gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 
3015068 3016531 Dysgonomonas gadei Bacteria; 
Porphyromonadaceae; Dysgonomonas. 
gi|219846873|ref|NR_026465.1| Balneatrix alpica 
3072467 3073861 Balneatrix alpica Bacteria; 
Balneatrix. 
gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
3138565 3140000 Meiothermus cerbereus Bacteria; 
Meiothermus. 
gi|219846808|ref|NR_026400.1| Deinococcus 
al sequence 3169032 3170497 Deinococcus 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
gi|219846775|ref|NR_026367.1| Thermonema rossianum 
3217640 3219104 Thermonema rossianum Bacteria; 


Pseudobutyrivibrio 


obutyrivibrio ruminis 


Blautia 
2 Blautia 


Xanthobacter 


57 3308568 Xanthobacter autotrophicus 
Xanthobacter. 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Porphyromonas catoniae 


yromonas catoniae 
Porphyromonas. 


Clostridium viride 


86 Clostridium viride Bacteria; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Porphyromonas cansulci 
cansulci Bacteria; 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Riemerella 

0 Riemerella 

eriaceae; Riemerella. 
Wolinella succinogenes 
lla succinogenes 

ceae; Wolinella. 
Halomonas 

6 3893166 Halomonas 

s; Halomonadaceae; 


Methylobacterium 
1 Methylobacterium 


teriaceae; 


Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Hydrogenobaculum 
enobaculum acidophilum 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 


NR_025721.1 


4 


Aestuariibacter 


127615 4129048 Aestuariibacter 


halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Aestuariibacter. 
104406 Bacteria_16S 
salexigens strain 
salexigens Bacter 
Aestuariibacter. 
104406 Bacteria_16S 
velocicrescens strain 
velocicrescens Ba 
104406 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Moll 
104406 Bacteria_16S 
strain CCH 16S ri 
Tenericutes; Moll 
104406 Bacteria_16S 
strain ATCC 29799 
Bacteria; Bactero 
104406 Bacteria_16S 


ia; 


hispanicum strain GP34 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 


104406 Fungi_16S 
strain IFM 100 

Actinobacteria; 
104406 Fungi_16S 
strain IFM 100 

Actinobacteria; 
104406 Fungi_16S 
strain IFM 078 

Actinobacteria; 
104406 Fungi_16S 
strain IFM 057 

Actinobacteria; 
104406 Fungi_16S 
yamanashiensis 
yamanashiensis 
Nocardiaceae; 

104406 Fungi_16S 
strain IFM 100 
Actinobacteria 
104406 Fungi_16S 
strain YZ-96 1 

Actinobacteria; 
104406 Fungi_16S 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


107442 Bacteria_16S 
strain JR 16S rib 
Deferribacteres; 
107442 Bacteria_16S 
phaeum strain PB 
Firmicutes; Clost 
107442 Bacteria_16S 
norvegica strain 
Bacteria; Proteob 
Thermodesulforhabdus. 
107442 Bacteria_16S 
berrensis strain 
Bacteria; Firmicutes; 
108344 Bacteria_16S 
strain JCM1240 16 
G 


JC2042 
Pro 


cteria; 


ribosomal RNA, 
icutes; 


bosomal 


icutes; 


idetes; 


ridia; 


4129583 4129655 1 


4135682 41357541 
MQ 


4154321 4154393 1 


Entomoplasmatales; 
4159018 4159090 1 


Entomoplasmatales; 
4192626 4192666 1 


Bacteroidia; 
4239457 42395251 


9638 9741 1 


487 575 at 


1996 2084 1 


3534 3622 1 


11119 11207 ar 


5094 5182 1 


6650 6738 1 


8152 8240 1 
542779 542757 53 
2883458 2883436 53 
3776423 3776401 53 


2507412 2507392 53 


Clostridia; 
2946779 2946759 40 


72 


16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 


72 


-4 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 


72 


partial sequence 
Spiroplasma 


72 


RNA, partial sequence 
Spiroplasma 


41 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


68 


103 


88 


35 16S ribosomal RNA, partial sequence 1 
Actinobacteridae; Actinomycetales; Cory 


88 


88 


88 


strain IFM 0265 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacterid 
Nocardia. 


88 


88 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 


88 


75 


osomal RNA, partial sequence 


Deferribacterales; Deferribacteraceae; 


75 


75 


A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 


s 


73 


CTT3 16S ribosomal RNA, partial sequen 
Clostridiales; 


60 


S ribosomal RNA, partial sequence 


gi 


gi 


gi 


219846130 
uence 
a; 


219846123 
equence 


Entomoplasmatal 


219846111 


4153813 41553 


gi 


taceae; 
219846108 


4158509 41600 


gi 


Ba 
gi 


gi 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


gi 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


84 16S ribosomal RNA, partial sequence 4616 
; Actinobacteridae; Actinomycetales; Cory 


gi 


6163 


gi 


gi 


taceae; 
219846080 
41921 


219846042 
nce 42390 


219857197 
10588 


265678352 
1514 


265678351 
3016 


265678350 
4565 


219857175 
al sequenc 
ae; 


265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
265678690 


542382 54390 


gi 


Thermoa 
gi 


yntroph 
gi 


Clostr 
gi 


Proteobacteria; 
124140 Bacteria_16S 


metallireducens s 
metallireducens B 


124140 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


124140 Bacteria_16S 


capsulatus strain 


Bacteria; 


124140 Bacteria_16S 


Proteob 


ammaproteobacteria; Enterobacteriales; 
1245156 1245061 7 102 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1693639 1693544 7 102 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
195619 195522 7 104 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 


Deferriba 
219856869 


16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


naerobacte 
219846379 
nce 37759 
obacterale 


219857372 
ce 25070 
idiaceae; 

219856825 


2946729 29481 


Enterobac 
219857537 
1 sequence 
ridiales; 
219878412 
equence 
iales; Pep 
265678933 
ence 19438 
occales; M 


1006070 1005974 7 104 gi 


Sp 


Sp 


cteroidace 


les; Methy 


nebacterin 


nebacterin 


nebacterin 


nebacterin 


ref 


rs 


ref 


rs 


es; 
ref 


irop 
ref 


irop 
ref 


ae; 
ref 


loba 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


cter 
ref 


race 
ref 


s; S 


ref 


Ther 
ref 


teri 


129099 413053 
Alteromonad 


135174 413668 


39 4193621 Bacte 


11 4240418 Methy 


e 10639 
Actinomyce 


0 Deferribacter 


78 3777536 Thermo 


00 2508520 Thermo 


NR_025720.1 


ales; Altero 


NR_025713.1 


Spiroplasmat 
NR_025701.1 


lasma. 
NR_025698.1 


lasma. 
NR_025670.1 
r 
Bacteroides 
NR_025632.1 
us 


cteriaceae; 
NR_024825.1 


Nocardiacea 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_024803.1 
12137 

Cory 


tales; n 


NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028995.1 


NR_024688.1 


ae; Thermace 
NR_025970.1 


yntrophobact 


NR_024960.1 


mohalobacter 
NR_024644.1 


Serra 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Bacteroides capillosus 
oides capillosus 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Deferribacter abyssi 
abyssi Bacteria; 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Thermohalobacter 
halobacter berrensis 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 


aceae; 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Methylococcus 
ococcus capsulatus 
Methylococcus. 


265678374 


v 
ref|NR_028676.1| Pseudoalteromonas 


peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 


peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


124140 Bacteria_16S 
meridiei strain S10 16S ribosomal RNA, partial sequence 
Firmicutes; 
124140 Bacteria_16S 


Bacteria; 


norvegica strain 
Bacteria; 


2548623 2548529 7 102 


Clostridia; 
3777270 3777175 6 


Clostridiales; 
101 


142308 142210 6 104 


gi 


219857345 


Peptococcaceae; 


gi 


A8444 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
Thermodesulforhabdus. 
124140 Bacteria_16S 


Syntroph 


gi 


219846379 


265678968 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 


succinoxidans Bacteria; 


Desulfuromusa. 


124140 Bacteria_16S 
strain Kysw2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
124140 Bacteria_16S 


Proteobacteria; 


143792 143694 6 104 


200231 200133 6 104 


Deltaproteobacteria; 


gi 


142594 144031 Desulfuromusa 
Desulfuromonadaceae; 


gi 


265678967 


265678930 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 


acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; 


Pelobacter. 


124140 Bacteria_16S 


699803 699706 6 104 


strain 6111 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


124140 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 
Clostridia; 


phaeum strain PB 
Firmicutes; 


124140 Bacteria_16S 


thiophila strain 
Bacteria; 


2884281 2884187 7 101 


Thermoanaerobacterales; 
3161220 3161122 6 104 


3489886 3489788 6 104 


3631204 3631106 6 104 


strain Dfr2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
124140 Bacteria_16S 
SDBY1 16S ribosomal RNA, partial sequ 
Proteobacteria; Deltaproteobacteria; Desulfur 
124140 Bacteria_16S 


palmitatis strain 
Bacteria; 


strain N. Pfennig 
Bacteria; 


strain N. Pfennig 


3774175 3774077 6 104 


57289 57192 7 104 


58789 58692 7 104 


gi 


698584 69993 


gi 


gi 


NZ27 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
124140 Bacteria_16S 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
124140 Bacteria_16S 


Desulfur 


gi 


gi 


3629961 36314 
Geobacteraceae; 


gi 


gi 


2611 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 
124140 Bacteria_16S 


gi 


2711 16S ribosomal RNA, partial sequence 


265678583 


219856869 


219846815 


219846583 


219846485 


219846382 


265679026 


265679025 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


124140 Bacteria_16S 
strain KPA 16S ribosomal RNA, 
Lactobacillales; 

124140 Bacteria_16S 
thermophilus strain IMV-B-3037 16S ribosomal RNA, parti 
thermophilus Bacteria; 


Firmicutes; 


Methylococcus. 


124140 Bacteria_16S 


94921 94824 6 103 
complete sequence 
Lactobacillaceae; 

180293 180196 7 104 
Proteobacteria; 


191088 190991 7 104 


strain BG8 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Methylococcales; M 
124140 Bacteria_16S 
whittenburyi strain 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 
Methylobacter. 
124140 Bacteria_16S 


Methylococcaceae; 


194108 194011 7 104 


197129 197032 7 104 


strain A30 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Methylococcales; M 
124140 Bacteria_16S 


strain 1H 9 16S 


215782 215685 6 104 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
124140 Bacteria_16S 


598077 597980 7 104 


strain BCH 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


124140 Bacteria_16S 


902785 902688 7 104 


gi 


93645 
Lactobacillus. 


gi 


Gammaproteobacte 


gi 


265679000 


265678943 


265678936 


189853 19130 


gi 


gi 


265678934 


265678932 


195893 19735 


gi 


265678919 


214535 21600 


gi 


265678654 


596871 59824 


gi 


265678443 


denitrificans strain ALJD 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; 


Thioalkalivibrio. 


124140 Bacteria_16S 


Proteobacteria; 


1269216 1269118 6 104 


Gammaproteobacteria; 


gi 


219846421 


chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 


2547374 2548878 Desulf 


3775978 3777536 Thermo 
obacterales; Syntrophobact 


Desulfuromonadales; 


Desulfuromonadales; P 


3159980 3161460 Desulf 
omonadales; 


Desulfuromonadaceae; 


ence 3772941 3774411 Desulf 
omonadales; Desulfuromonad 


56079 
Chromatiaceae; 
57580 


95214 


al sequence 179074 180523 
ria; Methylococcales; 


NA, partial sequence 


Halomonadaceae; 


Chromatiales; 


ref |NR_024933.1 
Desulfosporosinu 
ref|NR_025970.1 


ref |NR_029276.1 
141109 142543 


ref|NR_029275.1 
Des 
ref|NR_029238.1 

198985 200521 


ref|NR_028888.1 
Thiocystis. 
ref |NR_024688.1 


Thermace 
ref|NR_026407.1 
Desulfuromonad 
ref|NR_026175.1 
Des 
ref |NR_026077.1 
Geobacte 


ref |NR_025973.1 


ref |NR_029334.1 

57529 Thiocy 
Thioc 
NR_029333.1 
Thiocy 
Thiocystis. 
NR_029308.1 
Lactobacillus 


ref |NR_029251.1 


Meth 


ref |NR_029244.1 


ref|NR_029242.1 


ref|NR_029240.1 


ref |NR_029227.1 


ref |NR_028959.1 
Thiobaca. 
ref|NR_028745.1 
901557 903021 
Ectoth 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Pelobacter 

Pelobacter 
elobacteraceae; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 
Thermoanaerobacteraceae; 


togenium. 
Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


rs 

Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 

Thiocystis gelatinosa 
stis gelatinosa 
ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


Lactobacillus lindneri 
lindneri Bacteria; 


Methylococcus 
Methylococcus 


ylococcaceae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 
ethylococcaceae; Methylomi 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 
ethylococcaceae; Methylomi 


crobium. 
Halomonas elongata 


2 Halomonas elongata Bacteria; 
Halomonas. 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


ref|NR_026012.1 
1267974 126947 


Desulfuromonas 
5 Desulfuromonas 


chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 


Desulfuromonas. 


124140 Bacteria_ 


strain DSM 169 1 
Proteobacteria; 


124140 Bacteria_ 
strain A45 16S ri 


Proteobacteria; 


124140 Bacteria_ 


thiocyanoxidans 
thiocyanoxidans 


Thioalkalivibrio. 
124140 Bacteria_ 
psychrophilus str 
psychrophilus Bac 


Methylobacter. 


124140 Bacteria_ 


versutus strain 
Bacteria; 


124140 Bacteria_ 


marinum DSM 5261 
Proteobacteria; 


124140 Bacteria_ 


strain VKM-14L 1 
Proteobacteria; 


124140 Bacteria_ 
strain LK6 16S ri 


Proteobacteria; 


124140 Bacteria_ 


hansonii strain 
Bacteria; 


strain 22 16S ri 
Firmicutes; Clos 


124140 Bacteria_ 


strain s840-96-2 
Firmicutes; Clos 


124140 Bacteria_ 


strain SE-32A-C8 
Proteobacteria; 


124140 Bacteria_ 
hafniense strain 


DCB-2 Bacteria; 


124140 Bacteria_ 
ferrugineus strai 


ferrugineus Bact 
Cystobacteraceae 


124140 Bacteria_ 


strain 441-1 16S 
Proteobacteria; 


124140 Bacteria_ 


thiosulfatigenes 
thiosulfatigenes 


124140 Bacteria_ 


orientis strain 
Bacteria; Firmic 


124140 Bacteria_ 


restrictus strai 
restrictus Bacte 


124140 Bacteria_ 


chlororespirans 
chlororespirans 


124140 Bacteria_ 


albertensis stra 
albertensis Bact 
Acidithiobacillu 


124140 Bacteria_ 


silvestris strai 
silvestris Bacte 


124140 Bacteria_ 
6611 16S ribosomal RNA, partial sequence 


Proteob 


Proteob 
124140 Bacteria_ 


16S 2029984 2029887 7 104 gi| 219878176 
6S ribosomal RNA, partial sequence 2028754 20301 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
16S 2284217 22841207 104 gi| 219857544 
bosomal RNA, partial sequence 2282981 22844 
Gammaproteobacteria; Methylococcales; Methylococc 
16S 2287199 2287102 7 104 gi|219857541 
strain ARh 2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Ch 


16S 2440231 2440134 7 104 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


219857428 
sequence 
eria; Meth 


16S 2472150 2472053 7 104 gi 
AL2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatiales; Ecto 
16S 3388953 3388856 7 104 gi| 219846653 
16S ribosomal RNA, partial sequence 3387742 33891 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
16S 3650986 3650889 7 104 gi| 219846471 
6S ribosomal RNA, partial sequence 3649747 36512 
Gammaproteobacteria; Methylococcales; Methylococc 
16S 3652527 36524307 104 gi| 219846470 
bosomal RNA, complete sequence 3651286 36527 
ammaproteobacteria; Methylococcales; Methylococc 
16S 3693636 3693539 7 104 gi|219846442 
AM6 16S ribosomal RNA, partial sequence 36924 
acteria; Gammaproteobacteria; Methylococcales; M 
16S 201797 201709 15 103 gi| 265678929 
bosomal RNA, partial sequence 200572 20203 
tridia; Clostridiales; Clostridiales Family XI. I 
16S 1418842 1418754 15 103 gi|224581446 
16S ribosomal RNA, partial sequence 1417633 14190 
tridia; Clostridiales; Clostridiales Family XI. I 
16S 4299 4203 7 104 gi| 265679061 
16S ribosomal RNA, partial sequence 3080 4533 
Gammaproteobacteria; Legionellales; Legionellacea 
16S 1341930 1341835 7 102 gi|228721140 
DCB-2 16S ribosomal RNA, partial sequence 13406 
Firmicutes; Clostridia; Clostridiales; Peptococca 
16S 1987437 1987342 6 101 gi| 219878204 
n Cb fel8 16S ribosomal RNA, complete sequence 

ria; Proteobacteria; Deltaproteobacteria; Myxoco 
Cystobacter. 
16S 2993434 2993338 7 104 gi| 219846928 
ribosomal RNA, partial sequence 2992209 29936 
ammaproteobacteria; Legionellales; Legionellacea 
16S 3028265 3028170 6 101 gi| 219846905 
strain GKNTAUT 16S ribosomal RNA, partial sequen 


219857402 
24709 


G 


e ’ 


v 


G 


ref|NR_025315.1| Chromatium okenii 

44 Chromatium okenii Bacteria; 
Chromatium. 

ref|NR_025132.1| Methylobacter marinus 


79 Methylobacter 
aceae; Methyloba 
ref|NR_025129.1 
2285990 228738 
romatiales; Ecto 


marinus Bacteria; 
cter. 
Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


ref|NR_025016.1 
2438995 244052 
ylococcales; Met 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


ref|NR_024990.1 
21 2472353 Thioal 


Thioalkalivibrio 
kalivibrio versutus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 
ref|NR_026063.1| Methylocaldum gracile 
35 Methylocaldum gracile Bacteria; 
aceae; Methylocaldum. 
ref|NR_026062.1| Methylocaldum tepidum 
76 Methylocaldum tepidum Bacteria; 
aceae; Methylocaldum. 
ref|NR_026033.1| Methylosphaera 
15 3693865 Methylosphaera hansonii 
ethylococcaceae; Methylosphaera. 
ref|NR_029237.1| Helcococcus kunzii 
6 Helcococcus kunzii Bacteria; 
ncertae Sedis; Helcococcus. 
ref|NR_027228.1| Helcococcus ovis 
55 Helcococcus ovis Bacteria; 
ncertae Sedis; Helcococcus. 
ref |NR_029369.1| Legionella erythra 

Legionella erythra Bacteria; 

e; Legionella. 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref |NR_025343.1 

1986193 198770 

ccales; Cystobac 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Cystobacter 
9 Cystobacter 
terineae; 


ref|NR_026520.1| Legionella brunensis 
81 Legionella brunensis Bacteria; 

e; Legionella. 
ref |NR_026497.1 
ce 3027026 302853 


Desulfonispora 
2 Desulfonispora 


Bacteria; Firmicutes; Clostridia; Clos 
16S 3155004 3154909 7 102 gi 
DSM 765 16S ribosomal RNA, partial sequ 
utes; Clostridia; Clostridiales; Peptoc 
16S 3666388 3666293 7 102 gi 
n PER-K23 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridia 
16S 3686052 3685957 7 102 gi 
strain Co23 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clost 
16S 563578 563488 14 104 gi 
in DSM 14366 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacter 
Ss. 
16S 731544 731446 6 104 gi 
n HR3-23 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Planococca 


tridiales; 
219846819 
ence 31537 
occaceae; 
219846461 
quence 
les; Pepto 
219846447 
sequence 
ridiales; 
265678677 
sequence 
ia; Acidit 


265678561 
uence 
ceae; Soli 


16S 733108 733014 7 101 gi 


Pep 
ref 


Desu 
ref 


cocc 
ref 


Pept 
ref 


hiob 
ref 


baci 


265678560 


Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 


64 3155274 Desul 


3665143 36666 


3684807 36863 


562358 56385 


730321 73182 


tococcaceae; 
NR_026411.1 
£ 
1fosporosinu 
NR_026053.1 
2 
aceae; Dehal 
NR_026038.1 
1 
ococcaceae; 
NR_028982.1 
1 
acillales; 


NR_028865.1 
7 
llus. 


ref 


fe} 


8 


fo} 


3 
D 


NR_028864.1 


Desulfonispora. 
Desulfosporosinus 
sporosinus orientis 


Ss. 


Dehalobacter 
Dehalobacter 
bacter. 
Desulfitobacterium 
Desulfitobacterium 
esulfitobacterium. 
Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Solibacillus 
Solibacillus 


Thiocapsa rosea strain 
731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 


124140 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


124140 Bacteria_16S 


860334 860236 6 

osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
1905235 1905137 6 104 gi 


104 gi 


limnaeus strain A26 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


124140 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


124140 Bacteria_16S 


azotonutricium st 
azotonutricium Ba 


124140 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 


caldus strain KU 


Proteobacteria; G 


124140 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


124140 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


124140 Bacteria_16S 


acteria; Gammaproteobacteria; Chromati 
1927933 1927835 6 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2270499 2270405 6 100 gi 
rain ZAS-9 16S ribosomal RNA, partial 

cteria; Spirochaetes; Spirochaetales; 

2997995 2997905 14 104 gi 


ammaproteobacteria; Acidithiobacillale 
3632729 3632631 6 104 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3719085 3718987 6 104 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
16199 16105 6 


100 gi 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 


Bacteria; Spiroch 


124140 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


124140 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


124140 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


124140 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


124140 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


124140 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


124140 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


124140 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


124140 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


124140 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


124140 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


124140 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


124140 Bacteria_16S 


flavipulchra stra 
flavipulchra Bact 


Pseudoalteromonas. 
124140 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


124140 Bacteria_16S 


strain AML-C10 16 


aetes; Spirochaetales; Leptospiraceae; 
125576 125510 6 72 gi 
in NSP M-1 16S ribosomal RNA, partial 
eria; Nitrospirae; Nitrospirales; Nitr 
165143 165046 6 103 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
734530 734433 7 104 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
793316 793219 6 103 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
813276 813179 7 104 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
1089346 1089249 6 104 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1151256 1151209 57 104 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1403764 1403667 7 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
1614479 1614394 15 100 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1766785 1766688 7 104 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
2083720 2083623 6 103 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2278130 2278033 7 104 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2291678 2291581 7 104 gi 
in NCIMB2033 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
2412926 2412829 7 


104 gi 


ain AML-D4 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 
2414490 2414393 7 104 gi 


S ribosomal RNA, partial sequence 


859076 86059 


1926697 19282 


3631486 36329 


792094 79356 


265678472 
; Geobacte 
219878260 
19040 
ales; Chro 
219878243 


anthomonad 
219857553 

sequence 

Spirochaet 
219846925 


s; Acidith 
219846484 
; Geobacte 
219846424 
equence 

a; Chromat 


265679053 
al sequenc 
Leptospir 
265678979 
sequence 
ospiraceae 
265678953 
sequence 
Lactobaci 
265678559 
ce 73331 
ales; Chro 
265678517 


eta. 
265678504 
nce 81203 
ales; Ecto 
265678317 
ence 10881 
nadales; P 
253680756 
ence 11501 
rillales; 
219857444 
14026 
nadales; P 


219878467 
16132 
idiales Fa 
219878360 
ence 17655 
ales; Ecto 
219878134 
sequence 
acillaceae 
219857548 
e 22768 
occales; M 
219857538 
1 sequence 
ria; Alter 


219857452 
sequence 
eria; Meth 


mati 


mily 


ref|NR_028775.1| Geobacter thiogenes 
6 Geobacter thiogenes Bacteria; 
raceae; Geobacter. 
ref |NR_025399.1| Thioalkalicoccus 
81 1905405 Thioalkalicoccus limnaeus 
matiaceae; Thioalkalicoccus. 
ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 
aceae; Ignatzschineria. 
ref|NR_025141.1] Treponema 
2269277 2270739 Treponema 
aceae; Treponema 
ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026076.1| Geobacter bremensis 
60 Geobacter bremensis Bacteria; 
raceae; Geobacter. 
ref|NR_026015.1| Halothiobacillus 
3717841 3719344 Halothiobacillus 
iales; Halothiobacillaceae; 


ref |NR_029361.1 
e 15032 16427 
a. 
ref |NR_029287.1 

124349 125867 
; Nitrospira. 
ref|NR_029261.1 

163866 16543 
llaceae; Lactoba 
ref|NR_028863.1 
9 734742 Thioha 
aceae; Thiohalocapsa. 
ref|NR_028820.1| Spirochaeta americana 
0 Spirochaeta americana Bacteria; 


Leptospira interrogans 
Leptospira interrogans 


Nitrospira 
Nitrospira 


Lactobacillus 

Lactobacillus 
cillus. 

Thiohalocapsa 
locapsa halophila 


ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref |NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 

Pseudomonas 
monas psychrophila 

Pseudomonas. 

Thalassospira 
sospira lucentensis 
e; Thalassospira. 

Pseudoalteromonas 
alteromonas ulvae 
aceae; 


ref|NR_025606.1 
59 1614770 Helcoc 
XI. Incerta 
ref|NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025126.1 
2290487 229196 
omonadales; Pseu 


Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Alkalilimnicola 

limnicola halodurans 

ae; Alkalilimnicola. 
Lactobacillus 

3 Lactobacillus 


Methylomicrobium 

omicrobium buryatense 
Methylomicrobium. 
Pseudoalteromonas 

9 Pseudoalteromonas 

doalteromonadaceae; 


ref|NR_025040.1 
2411699 241321 
ylococcales; Met 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


219857451 


ref|NR_025039.1| Methylosarcina fibrata 


2413261 2414776 Methylosarcina fibrata Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 


124140 Bacteria_16S 
n KMM636 16S ribosomal RNA, partial se 
Gammaproteobacter 


maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas 


124140 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 


Bacteria; Proteob 


124140 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


124140 Bacteria_16S 


2447871 24477747 104 gi 


ria; Proteobacteria; 


2470645 2470548 7 104 gi 


2694825 2694728 6 103 
ibosomal RNA, partial sequence 
rochaetales; 
2867021 2866924 7 


gi 


104 gi 


stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria 
Marinobacterium. 


124140 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


124140 Bacteria_16S 
CCC Baja-95 Cl.2 16S ribosomal RNA, p 


tapeticola strain 
tapeticola Bacter 


124140 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


124140 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


124140 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


124140 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; G 


124140 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


124140 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


124140 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


124140 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


124140 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


124140 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


124140 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


124140 Bacteria_16S 


actinomycetemcomi 


Pasteurellales; P 


124140 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


asymbiotica subsp 


Enterobacteriales 


124140 Bacteria_16S 


coryniformis subs 


Lactobacillaceae; 


124140 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


124140 Bacteria_16S 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, 


; Proteobacteria; Gammaproteobacteria; 


2934241 29341447 104 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 
3008629 3008575 50 104 gi 
ia; Cyanobacteria; Oscillatoriales; Ha 
3121867 3121770 6 103 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123414 3123317 6 103 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3150393 3150296 7 104 gi 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3173274 31731777 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3229402 3229309 7 100 gi 


ridia; Clostridiales; Clostridiales Fa 
3317326 3317229 6 103 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3649447 36493507 104 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3760737 3760640 6 103 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3934039 3933942 6 103 gi 
ibosomal RNA, partial sequence 
rochaetales; 
4208322 4208229 7 100 gi 
strain 41 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
ella. 
178771 178718 
16S ribosomal RNA, 
ammaproteobacteria; Aeromonadales; Aer 
293219 293166 51 104 gi 
tans strain 277/49-50(8) 16S ribosomal 


51 104 gi 
partial sequence 


Aggregatibacter actinomycetemcomitans Bacteria; 


asteurellaceae; Aggregatibacter. 
400877 400824 51 104 gi 


Enterobacteriaceae; Photorhabdus. 
508682 508586 6 102 gi 
p- torquens strain 30 16S ribosomal RN. 


v 


Lactobacillus coryniformis subsp. torquens Bacteria; 


Lactobacillus. 
517609 517556 51 104 gi 
thracensis strain 39-8 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


519174 519121 51 104 


gi 


2693690 26949 
Spirochaetaceae; Borrelia 


3172065 31735 


16S ribosomal RNA, partial sequence 3228194 32296 


3316113 33175 


3759507 37610 


3932829 39341 
Spirochaetaceae; Borrelia. 


219857421 
quence 
ia; Altero 


, 


219857403 
ce 24694 
ales; Ecto 
219857192 


219856880 
equence 
Alteromon 


219856834 
sequence 
a; Alterom 


219846918 
artial seq 
lospirulin 
219846841 
equence 

llaceae; A 
219846840 
ence 31221 
urinibacil 
219846822 
equence 

a; Chromat 
219846806 


matiaceae; 
219846768 


mily XI. I 
219846709 


eta. 

219846472 
nce 36482 
occales; M 
219846392 


219846271 


219846070 
sequence 
stridiales 


265678944 

17756 
omonadacea 
265678865 
RNA, part 


265678788 


ref|NR_025009.1 
2446675 244812 
monadales; Pseud 


ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024820.1 


Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 

Borrelia turcica 


59 Borrelia turcica Bacteria; 


ref|NR_024699.1 
2865789 286730 
adales; Alteromo 


ref|NR_024653.1 
2933018 293448 
onadales; Altero 


ref 
uenc 
a. 
ref |NR_026433.1 
3120644 312214 
neurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026414.1 
149167 315062 
iales; Chromatia 
ref |NR_026398.1 


NR_026510.1 
e 300750 


w 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Halospirulina 
4 3008891 Halospirulina 


Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 
Ammoniphilus 

philus oxalaticus 

iphilus. 
Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Thiorhodococcus 
ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; A 
ref|NR_026301.1 


Anaerococcus octavius 


octavius Bacteria; 


naerococcus. 
Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_025983.1 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


ref |NR_025861.1 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


ref|NR_025660.1 
4207086 420854 
Clostridiales 


v 


ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029171.1 
ial sequence 


ref 
rtia 


NR_029093.1 
1 sequence 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Aeromonas punctata 
nas punctata Bacteria; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


265678713|ref|NR_029018.1| Lactobacillus 
A, complete sequence 507410 508930 
Firmicutes; Lactobacillales; 
265678707 |ref|NR_029012.1| Photorhabdus 
RNA, complete sequence 516416 517931 
265678706 |ref|NR_029011.1| Photorhabdus 


complete sequence 517982 519496 Photorhabdus 


luminescens subsp 
Enterobacteriacea 


124140 Bacteria_16S 


e; Photorhabdus. 


Saccharospirillum. 


124140 Bacteria_16S 


strain M11 16S ri 


Proteobacteria; Gammaproteobacteria; En 
124140 Bacteria_16S 


strain XINach 16S 


Proteobacteria; Gammaproteobacteria; En 
124140 Bacteria_16S 


605619 605522 7 104 gi| 265678648 |ref|NR_028953.1 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccha 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirill 

628539 628486 51 104 gi| 265678633 |ref|NR_028938.1 

bosomal RNA, partial sequence 627341 62884 
terobacteriales; Enterobacteriaceae; Morga 

722280 722227 51 104 gi| 265678567 |ref|NR_028871.1 

ribosomal RNA, partial sequence 721087 722612 Photorhabdus 
terobacteriales; Enterobacteriaceae; Photo 

723866 723813 51 104 gi|265678566|ref|NR_028870.1 

- laumondii strain TT0O1 16S ribosomal RNA, partial sequence 


luminescens subsp 


Enterobacteriales 


124140 Bacteria_16S 
luminescens subsp. 


Enterobacteriales 


124140 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
124140 Bacteria_16S 


Bacteria; Proteob 


strain CFBP 5236 
Proteobacteria; G 
aurantiaca strain 
Bacteria; Gemmati 


124140 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


124140 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


124140 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


124140 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


124140 Bacteria_16S 


strain IBS S6874 


Proteobacteria; G 


124140 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


124140 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


124140 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


124140 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


124140 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


124140 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


strain DSM 4594 1 
Proteobacteria; G 


strain DSM 30118 


Proteobacteria; G 


Photorhabdus luminescens subsp. 


; Enterobacteriaceae; 


725449 725396 51 


; Enterobacteriaceae; 


728598 728500 6 
845202 845149 51 


1399287 1399193 7 


monadetes; 
1459944 1459891 51 
ribosomal RNA, partial 
ammaproteobacteria; En 
1496399 1496346 51 

16S ribosomal RNA, 
acteria; Gammaproteoba 
1553771 1553718 51 

16S ribosomal RNA, pa 
ammaproteobacteria; En 
1571678 1571625 51 
rain AS20/1/1 16S ribo 
cteria; Proteobacteria; 
1646371 1646318 51 
16S ribosomal RNA, par 
ammaproteobacteria; Ae 
1876169 1876116 51 
ibosomal RNA, partial 
ammaproteobacteria; Pa 
1988929 1988876 51 
6S ribosomal RNA, part 
ammaproteobacteria; En 
1990478 1990425 51 
rain DSM 4543 16S ribo 
cteria; Proteobacteria 


’ 


1992026 1991973 51 
16S ribosomal RNA, par 
ammaproteobacteria; En 
1993569 1993516 51 
6S ribosomal RNA, part 
ammaproteobacteria; En 
1995116 1995063 51 


sequence 
steurellales; 


kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


104 gi 


akhurstii strain FRGO4 16S ribosomal 
Photorhabdus luminescens subsp. 


265678565 


RNA, part 


ref 
ial 


NR_028869.1 
sequence 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


104 gi 


104 gi 


101 gi 


T-27 16S ribosomal RNA, partial seque 
Gemmatimonadales; 


265678563 
72737 
ales; 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 
ammaproteobacteria; Enterobacteriales; 
124140 Bacteria_16S 


Enterobac 
228715357 
nce 13980 


Gemmat imonadaceae; 
104 gi| 224581413 
sequence 1458766 14602 


terobacteriales; 


104 gi 


complete sequence 
cteria; Aeromona 


104 gi 


rtial sequence 
terobacteriales; 


104 gi 


somal RNA, parti 


Gammaproteobac 
104 gi 


104 gi 


Pa 


104 gi 


104 gi 


somal RNA, parti 


Gammaproteobac 


104 gi 


104 gi 


104 gi 


Aer 


Enterobac 
219846691 
14952 
dales; 
219857220 
15525 

Enterobac 

219878156 
al sequenc 
te 
219878446 


tial sequence 1645204 16466 
romonadales; 


219878284 


1874987 18764 


steurellac 
219878203 


ial sequence 1987760 19892 
terobacteriales; 


Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


tial sequence 1990842 19923 
terobacteriales; 


Enterobac 
219878200 


ial sequence 1992387 19938 
terobacteriales; 


Enterobac 
219878199 
954 


Ecto 


Aer 


ria; Aer 


omonadacea 


16S ribosomal RNA, par 
ammaproteobacteria; En 
124140 Bacteria_16S 
6S ribosomal RNA, part 
ammaproteobacteria; En 
124140 Bacteria_16S 
16S ribosomal RNA, par 
ammaproteobacteria; En 
124140 Bacteria_16S 


tial sequence 1993927 19 
terobacteriales; Entero 
104 gi 
ial sequence 1995493 19 
terobacteriales; Entero 
1998197 1998144 51 104 gi 
tial sequence 1997016 19 
terobacteriales; Entero 


1996652 1996599 51 


bac 


219878198 


969 
bac 


219878197 


985 
bac 


1999736 1999683 51 104 gi 


219878196 


ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028786.1 


teriaceae; Samso 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 

ref|NR_027194.1 


teriaceae; Xenor 
ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025585.1 


Aeromonas. 
NR_025423.1 


e; 
ref 


Haemophilus 
NR_025342.1 


eae; 
ref 


teriaceae; Tatum 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025338.1 


teri 
ref 


aceae; Serra 
NR_025337.1 


teri 
ref 


aceae; Rahne 
NR_025336.1 


teriaceae; Prote 


Thiorhodospira 

odospira sibirica 

ae; Thiorhodospira. 
Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Gemmatimonas 
imonas aurantiaca T-27 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 

Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tilas 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


uS. 


ref|NR_025335.1 


Pragia fontium strain 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 


124140 Bacteria_16S 


proteus strain 42 
Bacteria; 


strain Eb 13/82 1 
Proteobacteria; 


strain LMG 317541 
Proteobacteria; 


Enterobacteriales 


124140 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


Aeromonadaceae; 


124140 Bacteria_16S 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial 
granulomatis Bacteria; 
124140 Bacteria_16S 


strain HPA92 16S 
Proteobacteria; 


strain 177 16S ri 
Proteobacteria; 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


124140 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; 


strain LMG 2542 1 
Proteobacteria; 


strain : CIP 7430 
Proteobacteria; 


124140 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


124140 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


124140 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


124140 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


124140 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


124140 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


124140 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


124140 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


124140 Bacteria_16S 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 


Proteobacteria; 
124140 Bacteria_16S 


2001270 2001217 51 


2004338 2004285 51 


2026961 2026908 51 


2028403 2028350 51 


; Enterobacteriaceae; 
2425283 2425187 7 


2456961 2456908 51 


2600703 2600650 51 
Proteobacteria; 
2602257 2602204 51 
ribosomal RNA, partial 
2603811 2603758 51 
2639179 2639126 51 
in 130Z 16S ribosomal 


eria; Proteobacteria; 


2856179 2856126 51 


2967453 2967400 51 


3613133 3613080 51 


acteria; 
3669340 3669287 51 


3670846 3670793 51 


3672354 3672301 51 
R91 16S ribosomal RNA, 
acteria; 
3673862 3673809 51 
cteria; Proteobacteria; 


3675367 3675314 51 
ribosomal RNA, partial 


3695116 3695063 51 


3696552 3696499 51 


acteria; 
3813527 3813474 51 


104 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


104 


104 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; 
124140 Bacteria_16S 
carotovorum subsp. 


104 


103 


-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatiales; 
124140 Bacteria_16S 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 
salmonicida subsp. pectinolytica Bacteria; 
Aeromonas. 


104 


104 


Gammaproteobacteria; 


104 
sequence 


Gammaproteobacteria; Pasteurellales; 
124140 Bacteria_16S 


104 


bosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; 
124140 Bacteria_16S 


104 


104 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 
124140 Bacteria_16S 


104 


104 


Proteobacteria; 


gi|219878195 


gi|219878193 


6S ribosomal RNA, partial sequence 2003168 20046 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
124140 Bacteria_16S 


gi|219878178 


gi|219878177 


odoriferum strain LMG 17566 16S ribosomal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 
Pectobacterium. 


gi] 219857442 


gi|219857413 


gi|219857268 


gi| 219857267 
2601060 26025 


gi|219857266 
2602614 26041 


gi| 219857232 


RNA, partial sequence 
Gammaproteobacteria; 


219856887 
28549 


gi 


gi| 219846946 


6S ribosomal RNA, partial sequence 2966273 29677 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
124140 Bacteria_16S 


gi|219846497 


2025759 2027165 Aeromo 
Aeromonadaceae; 


2424042 2425535 Haloth 
Halothiobacillaceae; 


Gammaproteobacteria; 


sequence 2599506 260100 
Pasteurellales; 


Pasteurellales; 


ref |NR_025334.1 
Enterobacteriac 
ref |NR_025332.1 


Budvi 
ref|NR_025317.1 
Aeromonas. 
ref |NR_025316.1 
partial sequenc 


ref|NR_025030.1 


ref |NR_025001.1 


245578 


ref|NR_024899.1 
Paste 
ref |NR_024898.1 
Mannheimia. 
ref |NR_024897.1 
Mannheimia. 
ref |NR_024860.1 

2637974 263946 
Paste 


ref|NR_024706.1 
85 2856506 Pseudo 
ref|NR_026538.1 


Dicke 


ref|NR_026089.1 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; 
3667834 3667781 51 
16S ribosomal RNA, partial sequence 


104 gi 


3611933 3613434 Aeromo 
Aeromonadaceae; 
219846459 
3666679 3668133 Brenne 


Aeromonas. 


ref|NR_026050.1 


Gammaproteobacteria; 


104 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobac 


104 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobac 


104 


partial sequence 
Gammaproteobacteria; 


104 


104 
sequence 


104 


104 


M319 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


104 


Pasteurellales; 


Enterobacteriales; 


gi|219846458 
3668184 36696 


gi| 219846457 
3669690 36711 


219846456 
36711 


gi 


Enterobacteriales; 


gi|219846455 


rain ATCC 43762 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846454 
3674212 36756 


ammaproteobacteria; Enterobacteriales; Enterobac 


gi| 219846441 


6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; 


Pasteurellac 
gi|219846439 
36953 


gi|219846354 


Enterobacteriales; 


Pasteurellaceae; 


Enterobacteriac 
ref |NR_026049.1 


teriaceae; Erwin 
ref |NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
367270 


ref|NR_026045.1 
teriaceae; Panto 
ref|NR_026032.1 


eae. 
ref|NR_026030.1 
71 3696836 Actino 
A 


Obesumbacterium 


2000096 2001585 Obesumbacterium proteus 
Enterobacteriales; 


eae; Obesumbacterium. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 
Pasteurellaceae; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 
Pasteurellaceae; 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Pseudomonas flectens 
monas flectens Bacteria; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Aeromonas bestiarum 
nas bestiarum Bacteria; 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 


ref|NR_025945.1 


381232 


Aeromonas 
7 3813828 Aeromonas 


allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


Aeromonas. 


124140 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


124140 Bacteria_16S 


strain 848 16S ri 
Proteobacteria; G 


124140 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


124140 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


124140 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


124140 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; R 


124140 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


124140 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


124140 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


124140 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


124140 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


124140 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


124140 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


124140 Bacteria_16S 


antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 


124140 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


124140 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


124140 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


124140 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


124140 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


124140 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


3914086 3914033 51 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
4009256 4009203 51 104 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
323544 323450 7 102 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; 
802547 802452 6 
in C21 16S ribosomal RNA, 
eria; Firmicutes; Clostridia; 


104 gi 


Halanaerobiace 

101 gi 
complete seq 
Clostrid 


1223891 1223793 6 103 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1705968 1705873 6 101 gi 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
2186691 2186639 50 103 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2905375 2905280 6 101 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


gi 


2976688 2976593 6 

osomal RNA, partial sequence 
ridia; Clostridiales; 
3233952 3233888 7 71 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3762309 3762214 6 101 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
10131 10041 14 104 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


101 gi 


Clostridiaceae; 


54357 54263 6 100 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
82713 82623 14 104 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 
128604 128514 14 104 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 
280997 280903 6 100 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


419501 419403 6 104 
bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
459588 459490 6 104 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


548166 548076 14 104 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 
788679 788581 6 104 
bosomal RNA, partial sequence 

ammaproteobacteria; Thiotrichales; Pis 


gi 


124140 Bacteria_16S 


3912908 39143 


4008054 40095 


322285 32381 


1222664 12241 


1704738 17061 


2975480 29769 


3761076 37625 


418286 41972 


787469 78896 


219846285 


Enterobac 
219846217 


omonadacea 
265678845 


ae; Haloth 
265678511 
uence 
iales; Clo 
219878346 


Caminicell 
219878404 


rmoleophil 
219857608 
nce 21855 
e; Carnoba 
219856853 
uence 
ales; Clos 
219846939 


Clostridiu 
219846765 
quence 
hlamydiace 
219846391 


; Geobacte 
265679057 

8961 
nadales; P 
265679028 
1 sequence 
stridiales 
265679009 
ce 81499 
nadales; P 


265678977 
e 12740 
nadales; P 


265678873 
quence 
teria; Des 
265678775 


Halomonad 
265678745 
1 sequence 
ria; Pseud 


265678687 
ial sequen 
cteria; Al 


265678520 


ciricketts 
265678506 


810175 810085 14 104 gi 


mM. 


ulfu 


omon 


ce 546976 54845 
tero. 


ref|NR_025875.1 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


teri 
ref 


aceae; Xenor 
NR_025807.1 


habdus. 
Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Aeromonas. 
NR_029150.1 


e; 
ref 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


ermothrix. 
ref|NR_028814.1 

801287 802838 
stridiales Famil 


ref|NR_025485.1 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


a. 


ref|NR_025543.1 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


aceae; Thermoleo 
ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref |NR_024672.1 
2904128 290561 
tridiales Family 


ref |NR_026531.1 


philum. 
Carnobacterium 
acterium viridans 


Thermaerobacter 
5 Thermaerobacter 


XVII. Incertae Sedis; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_025982.1 


Parachlamydia 
7 Parachlamydia 
a. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


raceae; Geobacte 
ref|NR_029365.1 

10291 Pseudo 
seudoalteromonad 


NR_029336.1 
53088 54587 
ptococcacea 
NR_029317.1 
83011 Pseudo 
oalteromonad 


ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


ref |NR_029179.1 
279814 281221 


romonadales; 


ref|NR_029080.1 


e: 


bey 

Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Pseudoalteromonas 
alteromonas antarctica 
aceae; 


v 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Geobacter 
Geobacter 


Geobacteraceae; 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 


aceae; Halomonas 
ref|NR_029050.1 

458401 459808 
adales; Pseu 
ref|NR_028992.1 
8 
monadales; P 
ref|NR_028824.1 
2 Methylophaga 
iaceae; Methylop 


Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudoalteromonas 
Pseudoalteromonas 


seudoalteromonadaceae; 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Pseudoalteromonas 


ref|NR_028809.1 


phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


ref|NR_028722.1 
937095 938588 
nadales; Pseudoa 


ref|NR_027220.1 
1210750 121215 
anospirillales; 


Pseudoalteromonas 
Pseudoalteromonas 


1lteromonadaceae; 


Halomonas 


8 Halomonas 
Halomonadaceae; 


124140 Bacteria_16S 938307 938217 14 104 gi| 265678420 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 

124140 Bacteria_16S 1211943 1211845 6 104 gi| 224581438 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oce 
Halomonas. 

124140 Bacteria_16S 1214913 1214815 6 104 gi| 224581436 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 12151 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
124140 Bacteria_16S 1216393 1216295 6 104 gi|224581404 


strain Esulfidel 
Proteobacteria; 


124140 Bacteria_16S 


strain R-4079 16 
Proteobacteria; 


124140 Bacteria_16S 


sarecensis strai 
Bacteria; Proteo 


124140 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Baci 


124140 Bacteria_16S 


strain SP1402 16 
Proteobacteria; 


124140 Bacteria_16S 


agarivorans stra 
agarivorans Bact 
Pseudoalteromona 


124140 Bacteria_16S 


strain : LMG 209 
Proteobacteria; 


124140 Bacteria_16S 


israelensis stra 
Bacteria; Proteo 


124140 Bacteria_16S 


canadensis strai 
canadensis Bacte 
Chromohalobacter 


124140 Bacteria_16S 


strain DSM 11713 
Firmicutes; Baci 


124140 Bacteria_16S 


psychrotolerans 
psychrotolerans 


124140 Bacteria_16S 


strain NCIMB 863 
Proteobacteria; 


124140 Bacteria_16S 


strain NCIMB 863 
Proteobacteria; 


124140 Bacteria_16S 


ruthenica strain 
Bacteria; Proteo 
Pseudoalteromona 


124140 Bacteria_16S 


issachenkonii st 
issachenkonii Ba 
Pseudoalteromona 


124140 Bacteria_16S 


strain ATCC 4973 
Proteobacteria; 


124140 Bacteria_16S 


strain P925 16S 
Proteobacteria; 


124140 Bacteria_16S 


oxidotolerans st 
oxidotolerans Ba 


124140 Bacteria_16S 


alcaliphila stra 


16S ribosomal RNA, partial sequence 1215201 12166 


Gammaproteobacteria; Oceanospirillales; Halomonad 
1228450 1228352 6 104 gi| 219878281 
S ribosomal RNA, partial sequence 1227244 12287 


Gammaproteobacteria; Pseudomonadales; Pseudomonad 
1276578 1276480 6 104 gi| 219846179 
n LV4 16S ribosomal RNA, partial sequence 12753 
bacteria; Gammaproteobacteria; Oceanospirillales; 
1514383 1514285 6 104 gi| 219878119 


ribosomal RNA, partial sequence 1513128 15146 


llales; Bacillaceae; Bacillus. 
1579334 1579236 6 104 gi| 219846381 
S ribosomal RNA, partial sequence 1578118 15795 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 
1754675 1754585 14 104 gi| 219878370 


in KMM 255 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Gammaproteobacteria; Altero 
Ss 

1784810 1784712 6 104 gi 
69 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
1864012 1863914 6 104 gi| 219878292 
in Bal 16S ribosomal RNA, partial sequence 18627 
bacteria; Gammaproteobacteria; Oceanospirillales; 
1865594 1865496 6 104 gi| 219878291 
n ATCC 43984 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Gammaproteobacteria; Oceanos 


219878347 
17835 
Halomonad 


1891745 1891651 7 101 gi| 219878270 
16S ribosomal RNA, partial sequence 1890504 18919 
lales; Bacillaceae; Bacillus. 
1893266 1893172 7 101 gi| 219878269 
strain DSM 11706 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Ba 
2171591 2171493 6 104 gi|219857621 
4 16S ribosomal RNA, partial sequence 21703 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 
2173142 2173044 6 104 gi| 219857620 
3 16S ribosomal RNA, partial sequence 21719 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 
2272003 2271913 14 104 gi| 219857552 
KMM300 16S ribosomal RNA, partial sequence 22707 
bacteria; Gammaproteobacteria; Alteromonadales; P 
Ss. 


1 


2273476 2273386 14 104 gi|219857551 
rain KMM 3549 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Gammaproteobacteria; Alte 
Ss. 
2529452 2529354 6 104 gi| 219857358 
16S ribosomal RNA, partial sequence 2528225 25296 


Gammaproteobacteria; Pseudomonadales; Pseudomonad 
2605365 2605312 51 104 gi| 219857265 
ribosomal RNA, partial sequence 2604168 26056 


steurellac 
219857184 
equence 


Gammaproteobacteria; Pasteurellales; Pa 
2706923 2706825 6 104 gi 
rain T-2-2 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacillales Family 
2816479 2816381 6 104 gi| 219856913 
in AL15-21 16S ribosomal RNA, partial sequence 


ref|NR_027218.1| Halomonas neptunia 


50 Halomonas neptunia Bacteria; 

aceae; Halomonas. 

ref|NR_027185.1| Halomonas sulfidaeris 
30 Halomonas sulfidaeris Bacteria; 
aceae; Halomonas. 

ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 

ref|NR_025769.1| Chromohalobacter 


63 1276810 Chromohalobacter sarecensis 
Halomonadaceae; Chromohalobacter. 
ref|NR_025258.1| Bacillus odysseyi 
43 Bacillus odysseyi Bacteria; 


ref|NR_025972.1| Pseudomonas balearica 

73 Pseudomonas balearica Bacteria; 

aceae; Pseudomonas. 

ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 

monadales; Pseudoalteromonadaceae; 


ref|NR_025486.1| Halomonas muralis 
87 1785079 Halomonas muralis Bacteria; 
aceae; Halomonas. 
ref|NR_025431.1] Chromohalobacter 

71 1864302 Chromohalobacter israelensis 
Halomonadaceae; Chromohalobacter. 

ref |NR_025430.1] Chromohalobacter 

1864353 1865884 Chromohalobacter 
pirillales; Halomonadaceae; 


ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


ref 
nce 
cillus. 
ref|NR_025210.1| Cellvibrio fulvus 

56 2171849 Cellvibrio fulvus Bacteria; 
aceae; Cellvibrio. 

ref|NR_025209.1| Cellvibrio vulgaris 
00 2173400 Cellvibrio vulgaris Bacteria; 
aceae; Cellvibrio. 

ref|NR_025140.1| Pseudoalteromonas 

90 2272278 Pseudoalteromonas ruthenica 
seudoalteromonadaceae; 


NR_025408.1 
189204 


ref|NR_025139.1| Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_024946.1| Pseudomonas fragi 
82 Pseudomonas fragi Bacteria; 
aceae; Pseudomonas. 
ref|NR_024896.1| Mannheimia glucosida 
71 Mannheimia glucosida Bacteria; 
eae; Mannheimia. 
ref|NR_024812.1| Exiguobacterium 
2705678 2707191 Exiguobacterium 
XII. Incertae Sedis; Exiguobacterium. 
ref|NR_024734.1] Pseudomonas 
2815260 2816748 Pseudomonas 


alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


124140 Bacteria_1 


strain ATCC 49968 
Bacteria; 


strain GraMall 16 
Proteobacteria; 


strain DSM 10022 


Proteob 
124140 Bacteria_1 


D 
124140 Bacteria_1 


6S 2859337 2859239 6 104 gi 
16S ribosomal RNA, partial sequence 


6S 3052653 3052555 6 
S ribosomal RNA, 


104 gi 


6S 3230860 3230766 7 101 gi 


acteria; Gammaproteobacteria; Pseudomo 


219856885 

28581 

nadales; 
219846887 


complete sequence 3051418 30529 
eltaproteobacteria; Desulfuromonadales 


v 


219846767 


16S ribosomal RNA, partial sequence 3229651 32311 


P 


Pelobact 


ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_026479.1 
eraceae; Malono 
ref|NR_026359.1 
30 Peptoniphilus 


Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
monas. 


Peptoniphilus ivorii 
ivorii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

124140 Bacteria_16S 3300602 3300512 14 104 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

124140 Bacteria_16S 3382904 3382806 6 104 gi|219846661|ref|NR_026253.1| Methylophaga 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 3383157 Methylophaga 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

124140 Bacteria_16S 3384434 3384344 14 104 gi|219846660|ref|NR_026252.1| Methylophaga marina 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methylophaga marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

124140 Bacteria_16S 3387441 3387343 6 104 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

124140 Bacteria_16S 3420624 3420534 14 104 gi|219846631|ref|NR_026223.1| Pseudoalteromonas 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

124140 Bacteria_16S 3422102 3422012 14 104 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

124140 Bacteria_16S 3423586 3423496 14 104 gi|219846629|ref|NR_026221.1| Pseudoalteromonas 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

124140 Bacteria_16S 3425069 3424979 14 104 gi|219846628|ref|NR_026220.1| Pseudoalteromonas 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 3423861 3425283 


Pseudoalteromonas ca 
Pseudoalteromonad 
124140 Bacteria_16S 


aceae; Pseudoalteromonas. 


3426547 3426457 14 104 gi 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 


aurantia Bacteria 
Pseudoalteromonas 


124140 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


124140 Bacteria_16S 


; Proteobacteria; Gammaproteobacteria; 


3428028 3427938 14 104 gi 
IAM 12927 16S ribosomal RNA, partial s 


3546183 3546085 6 104 gi 


a; Proteobacteria; Gammaproteobacteria 


219846627 
equence 
Alteromon 


219846626 
equence 


; Alteromo 


219846546 


DSM 6307 16S ribosomal RNA, complete sequence 3544949 35464 
Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 3629620 3629522 6 104 gi| 219846486 
strain DSM 50071 16S ribosomal RNA, complete sequence 36283 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
124140 Bacteria_16S 3816640 3816546 10 104 gi| 219846352 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chr 
Halothiobacillus. 

124140 Bacteria_16S 3886683 3886589 6 100 gi| 219846305 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; De 
Geobacter. 

124140 Bacteria_16S 4053161 4053071 14 104 gi|219846185 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 40519 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 

124140 Bacteria_16S 4214427 4214337 14 104 gi|219846065 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Altero: 
Pseudoalteromonas. 

124140 Bacteria_16S 4215982 4215892 14 104 gi| 219846064 


paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref|NR_026138.1 


ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref |NR_025943.1 
3815400 381690 
iales; Halot 


NR_025895.1 
7 
uromonadales 
ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


ref|NR_025655.1 
4213214 421471 
monadales; Pseud 


54 Bacillus cohnii Bacteria; 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Bacillus cohnii strain 
Firmicutes; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Halothiobacillus 

3 Halothiobacillus 
hiobacillaceae; 


Geobacter 
3 Geobacter 
Geobacteraceae; 


, 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


ref|NR_025654.1 
4214764 421626 


Pseudoalteromonas 
9 Pseudoalteromonas 


124140 Bacteria_16S 


brennaborense str 
brennaborense Bac 


124140 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


124140 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


124140 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


124140 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


124140 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


124140 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


124140 Bacteria_16S 


delbrueckii subsp 


Lactobacillus. 


124140 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; 


kalixensis strain 
kalixensis Bacter 


124140 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


124140 Bacteria_16S 


oligofermentans s 
oligofermentans B 


124140 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


124140 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


124140 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


124140 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


124140 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


124140 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


124140 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


124140 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


124140 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


124140 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


124140 Bacteria_16S 


Lactobacillus delbrueckii subsp. 


G 
124140 Bacteria_16S 


osomal RNA, partial sequence 
rochaetales; 
113290 113193 6 103 
ribosomal RNA, partial sequence 
eltaproteobacteria; 


gi 


Syntrophobacterale 
114889 114792 6 103 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
192598 192501 7 104 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
206430 206384 57 103 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
380982 380885 6 103 gi 
indicus strain NCC725 16S ribosomal 


385579 385482 7 104 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
414985 414888 6 103 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; Lacto 
445783 445686 7 104 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


gi 


456635 456538 6 103 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 

458135 458038 7 104 gi 


ammaproteobacteria; Pseudomonadales; P 
471684 471587 7 104 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
513186 513089 6 103 gi 
CCUG 47156 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 
555877 555780 7 104 gi 


ammaproteobacteria; Pseudomonadales; P 
557419 557322 7 104 gi 


ammaproteobacteria; Pseudomonadales; P 
558963 558866 7 104 gi 


ammaproteobacteria; Pseudomonadales; P 
568093 568004 14 103 gi 
ubrobacteridae; Solirubrobacterales; C 
640764 640667 7 104 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
651495 651398 6 103 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
672533 672436 7 104 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


704197 704100 7 104 gi 


36025 35940 15 100 gi| 265679040 
ain DD5/3 16S ribosomal RNA, partial sequence 
teria; Spirochaetes; Spirochaetales; Spirochaeta 

98058 97961 6 103 gi| 265678998 
ain Bra2 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Deltaproteobacteria; Desu 

111718 111633 15 100 gi| 265678988 


110499 11199 
Spirochaetaceae; Treponema. 


112043 11359 


113641 11518 


indicus Bacteria; 


384340 38587 


16S ribosomal RNA, partial sequence 456977 45835 


470446 47199 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


6S ribosomal RNA, partial sequence 566874 56834 


639529 64105 


265678987 


s; Syntrop 
265678986 


s; Syntrop 
265678935 
ence 19135 
occales; M 
265678926 
sequence 
ria; Burkh 
265678801 
RNA, parti 


265678798 


seudomonad 
265678778 
equence 

bacillacea 
265678758 
quence 
eria; Pseu 
265678747 
equence 

Streptococ 
265678746 


seudomonad 
265678737 


seudomonad 
265678710 
sequence 
ococcaceae 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678674 


onexibacte 
265678624 


seudomonad 
265678617 
tial seque 
rococcacea 
265678601 
ial sequen 
obacteria; 


Firmicutes; 


nce 
e; 


ce 671276 67277 


ref|NR_029348.1] Treponema 

34837 36333 Treponema 
ceae; Treponema. 
ref|NR_029306.1] Desulfocapsa 

96815 98277 Desulfocapsa 
lfobacterales; Desulfobulbaceae; 
ref|NR_029296.1| Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


ref|NR_029295.1| Syntrophus gentianae 

0 Syntrophus gentianae Bacteria; 

haceae; Syntrophus. 

ref|NR_029294.1| Syntrophus buswellii 

9 Syntrophus buswellii Bacteria; 

haceae; Syntrophus. 

ref|NR_029243.1] Methylomonas 

7 192822 Methylomonas aurantiaca 

ethylococcaceae; Methylomonas. 

ref|NR_029234.1| Taylorella 
Taylorella 


205252 206750 
olderiales; Alcaligenaceae; Taylorella. 
Lactobacillus 


ref|NR_029106.1 
379741 381255 


al sequence 
Lactobacillales; Lactobacillaceae; 
ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029083.1| Lactobacillus 
413724 415278 Lactobacillus 
e; Lactobacillus 
ref|NR_029063.1 
444544 446074 
domonadales; Pse 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


ref |NR_029052.1 

455417 456926 
caceae; Streptococcus. 
ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_029015.1] Streptococcus 

11957 513395 Streptococcus 

; Streptococcus. 
ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028986.1] Pseudomonas 
2 Pseudomonas poae Bacteria; 
aceae; Pseudomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 
ref|NR_028979.1| Conexibacter woesei 
3  Conexibacter woesei Bacteria; 
raceae; Conexibacter. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028922.1] Aerococcus 
650305 651625 Aerococcus 
Aerococcus. 
NR_028906.1 
8 
s 


Streptococcus 
Streptococcus 


uo 


poae 


Pseudomonas 
Pseudomonas 
Pseudomonadaceae; 


ref 


Pseudomonadales; 


265678580 


ref|NR_028885.1| Lamprocystis purpurea 


strain ThSch 12 16S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 


124140 Bacteria_16S 
suicloacalis stra 
suicloacalis Bacteria; 
124140 Bacteria_16S 


Firmicutes; 


124140 Bacteria_16S 
mediterranea stra 
mediterranea Bacteria; 


Pseudomonas. 


124140 Bacteria_16S 
intermedius strai 


Bacteria; 


124140 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
124140 Bacteria_16S 
strain CIP 104663 
Proteobacteria; 


773286 773189 6 103 


gi 


in PPC79 16S ribosomal RNA, partial sequence 


265678531 


ref 


772034 773579 


NR_028835.1 


Atopostipes 
Atopostipes 


Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 
776440 776343 6 103 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Lactobacillales; Streptococcaceae; Streptococcus. 
785653 785556 7 104 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
in CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
916699 916602 6 103 gi|265678434|ref|NR_028736.1| Streptococcus 
n 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
933700 933603 6 103 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
961562 961465 7 104 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
996955 996858 6 103 gi|265678380|ref|NR_028682.1| Granulicatella elegans 


124140 Bacteria_16S 
strain B1333 16S 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Lactobacillales; 
124140 Bacteria_16S 
strain SK3 16S ribosomal RNA, 
Lactobacillales; 

124140 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacteria; 
124140 Bacteria_16S 
strain NS51 16S ribosomal RNA, 
Lactobacillales; 
124140 Bacteria_16S 


ribosomal RNA, complete sequence 
Carnobacteriaceae; 
1021238 1021141 6 103 
complete sequence 
Streptococcaceae; 
1022791 1022694 6 103 
ATCC 33400 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
1024362 1024265 6 103 
complete sequence 
Streptococcaceae; 
1033429 1033332 6 103 


gi 


gi 


gi 


gi 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial 


satsumensis Bacteria; 
124140 Bacteria_16S 

insulare strain K 
Proteob 
124140 Bacteria_16S 
strain YIT 0455 1 


Bacteria; 


Firmicutes; 


Firmicutes; 


Pseudomonas. 


124140 Bacteria_16S 
gallinaceus strai 
gallinaceus Bacteria; 
124140 Bacteria_16S 

lecithinolyticum 
lecithinolyticum 
124140 Bacteria_16S 
pseudopneumoniae 
pseudopneumoniae 
124140 Bacteria_16S 
strain LMG 2210 1 
Proteobacteria; 
124140 Bacteria_16S 
strain LTH 5753 1 


Firmicutes; 


Bacteria; 


Lactobacillales; 
124140 Bacteria_16S 
strain M 6 A9 16S 
Lactobacillales; 
124140 Bacteria_16S 
thermotolerans st 
thermotolerans Bacteria; 


Firmicutes; 
124140 Bacteria_16S 


Firmicutes; Lactobacillales; 
1051851 1051754 7 104 gi 
16S ribosomal RNA, partial sequence 


1083237 1083140 6 103 


gi 
Lactobacillaceae; 
1092432 1092335 6 103 

ribosomal RNA, partial sequence 
Lactobacillaceae; 
104 


gi 


1145345 1145248 7 gi 


Proteobacteria; 


1225400 1225303 6 103 


gi 
Firmicutes; Lactobacillales; 
1264577 1264492 15 100 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1411247 1411150 6 103 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1415769 1415672 7 104 gi 


1478234 1478137 6 103 


gi 


Lactobac 
gi 


Lactobacillaceae; 
1505412 1505346 6 72 


Firmicutes; Clostridia; 
1526518 1526421 6 103 gi 
16S ribosomal RNA, partial sequence 
Lactobacillales; 
1641746 1641649 7 


104 gi 


995703 99724 
Granulicatella. 


1019984 10214 
Streptococcus. 


complete sequence 
Streptococcacea 


1023111 10246 
Streptococcus. 


Lactobacillace 


acteria; Gammaproteobacteria; Oceanospirillales; 


6S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillus. 


1091188 10926 
Lactobacillus. 


rain CM3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


n CCUG 42692 16S ribosomal RNA, partial sequence 
Streptococcace 


6S ribosomal RNA, partial sequence 1414552 14160 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


6S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillales; 
124140 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
124140 Bacteria_16S 
strain ATCC 25258 


164-47 16S ribosomal RNA, partial sequence 
Clostridiales; 


Lactobacillaceae; 


265678364 


265678363 


265678362 


265678356 
sequence 


265678343 
10506 


265678321 


265678315 


253680760 
Pse 


219878314 


219846655 
sequence 
; Spirocha 
224581432 

sequence 
Streptoco 
224581448 


219878440 


illus. 
219846440 


Eubac 
219857499 

15252 

Lactobac 
219878449 


ref 


ref 
e; S 
ref 
ref 


ae; 
ref 


Mar 
ref 


ref 


ref 


ref 


ae; 
ref 


etac 
ref 


ccac 
ref 


acea 
ref 
ref 


teri 
ref 


illu 
ref 


proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


95 Streptococcus 

1021546 102306 
30 Streptococcus 

1032165 103372 
31 1052062 Marino 
inospirillum. 
61 Lactobacillus 


88 Lactobacillus 


1144133 114556 
udomonadales; Ps 


1224170 122567 


1263357 126483 


1410019 141148 


22 Lactobacillus 


1504208 150555 


89 1526784 Lactob 


NR_028666.1 


NR_028665.1 
treptococcus 
NR_028664.1 
NR_028658.1 
Lactobacillu 
NR_028645.1 
NR_028623.1 


NR_028617.1 


NR_028008.1 


NR_025453.1 


Streptococcu 
NR_026247.1 


eae; Trepone 
NR_027214.1 


eae; Strepto 
NR_027230.1 


e; Pseudomon 
NR_025579.1 
NR_026031.1 


aceae; Eubac 
NR_025087.1 


s. 
NR_025588.1 


0 Granulicatella elegans Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 

Marinospirillum 
spirillum insulare 


Lactobacillus 
equi Bacteria; 


equi 


Lactobacillus algidus 
algidus Bacteria; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Streptococcus 
1 Streptococcus 
Ss 
Treponema 
5 Treponema 
ma. 
Streptococcus 
6 Streptococcus 
coccus. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Lactobacillus spicheri 
spicheri Bacteria; 


Eubacterium saphenum 

0 Eubacterium saphenum 
terium. 

Lactobacillus jensenii 
acillus jensenii 


Pseudomonas 


1640520 1642031 Pseudomonas 


124140 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


124140 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


124140 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


124140 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


124140 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


124140 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


124140 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


124140 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


124140 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


124140 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


124140 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


124140 Bacteria_16S 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


124140 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


124140 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


1643308 16432117 104 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644869 1644772 7 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1695188 1695091 7 104 gi 


gi 


se 


se 


219878448 
1642082 16435 
udomonad 
219878447 
1643643 16451 
udomonad 
219878411 


16S ribosomal RNA, partial sequence 1693968 16954 


ammaproteobacteria; Pseudomonadales; P 
1696732 1696635 7 104 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1745609 1745512 6 103 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1756242 1756145 7 104 gi 


se 


se 


oc 


1744 
cus. 


udomonad 
219878410 
1695512 16970 
udomonad 
219878377 


3 


219878369 


6S ribosomal RNA, partial sequence 1755010 17565 


ammaproteobacteria; Oceanospirillales; 
1838196 1838099 6 103 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1918754 1918657 6 103 gi 


H 


s 
to 


equence 
bacilla 


alomonad 
219878310 


Cc 


219878249 


16S ribosomal RNA, partial sequence 1917484 19190 


bacillales; Lactobacillaceae; Pediococ 
1961406 1961309 6 103 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
2062255 2062158 7 104 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2105026 2104929 6 103 gi 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
2127762 2127665 7 104 gi 
rain ALEN 1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2144282 2144185 7 104 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2145787 2145690 7 104 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


124140 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


124140 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


124140 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


124140 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


124140 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


124140 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


124140 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


124140 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


124140 Bacteria_16S 


2147292 21471957 104 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2170062 2169965 6 103 gi 
ain FTR1 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; Ca 
2189781 2189684 7 104 gi 


gi 


cu 


Ss. 


1 
te 


en 
id 


s 
te 


se 


eq 
ia 


se 


qu 
rm 


s 

1960 
sequenc 
ria; Ch 


ce 2103 
iaceae; 


equence 
ria; Ch 


udomona 


uence 
Pseud 


, 


udomona 


ence 
obacter 


219878221 


1 


219878149 


e 
r 


219878117 


8 


219857650 


xr 


219857639 
2143068 21445 


d 


219857638 


fo} 


219857637 
2146078 21475 


d 


219857622 


i 


219857606 


6S ribosomal RNA, partial sequence 2188558 21900 


ammaproteobacteria; Alteromonadales; S 
2220016 2219919 7 104 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


2235174 2235077 7 104 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2254980 2254883 6 103 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


2321974 2321877 7 104 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323526 2323429 7 104 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2397574 2397485 13 102 gi 


he 
ti 


ac 


s 


en 
id 


se 


na 


ia; 


wanella 


al sequ 
teria; 


equence 


; Pseud 


ce 2253 
iales F 


2320 
udomona 


2322 
dales; 


gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 


Cc 


219857586 


e 
P 


219857576 


co} 


219857563 


7 
a 


219857515 


7 
d 


219857514 


3 
P 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
aceae; Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025516.1| Streptococcus ratti 
69 1745812 Streptococcus ratti Bacteria; 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas 
ref|NR_025449.1 
1836949 183846 
eae; Lactobacillus. 
ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


Lactobacillus 
1 Lactobacillus 


ref|NR_025360.1 
67 1961603 Vagoco 


Vagococcus fessus 
ccus fessus Bacteria; 


ref |NR_025288.1| Lamprocystis 
2061023 2062415 Lamprocystis 
omatiales; Chromatiaceae; Lamprocystis. 
ref|NR_025256.1] Anoxynatronum 
27 2105235 Anoxynatronum sibiricum 
Anoxynatronum. 
ref |NR_025239.1 
2126557 212798 
omatiales; Ectot 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_025227.1| Pseudomonas 

2144573 2146027 Pseudomonas 
monadales; Pseudomonadaceae; 


ref|NR_025226.1| Pseudomonas jinjuensis 
31 Pseudomonas jinjuensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_025211.1| Carnobacterium 

2168820 2170305 Carnobacterium 
aceae; Carnobacterium. 
ref|NR_025195.1| Shewanella fidelis 
57 Shewanella fidelis Bacteria; 
eae; Shewanella. 
ref|NR_025174.1 
221879 
omonadales; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
monadales; omonadaceae; 
ref|NR_025151.1 
47 2255269 Sporan 


mily XI. Incerta 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; Pseudomonas. 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 


219857462 


ref|NR_025050.1] Anaerobranca 
2396386 2397818 Anaerobranca 


gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. 


Anaerobranca. 


124140 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


124140 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


124140 Bacteria_16S 
ATCC 700640 16S ribosomal RNA, partial 


orisratti strain 
orisratti Bacteri 


124140 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


124140 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


124140 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


124140 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
124140 Bact 
strain CIP 105470 
Proteobacteria; G 
124140 Bact 
strain CIP 105259 
Proteobacteria; G 
124140 Bact 
strain CIP 105274 
Proteobacteria; G 


124140 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


124140 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


124140 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


124140 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


124140 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


124140 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


124140 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


124140 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


124140 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


124140 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


124140 Bacteria_16S 


strain SM2-1 16S 


Proteobacteria; G 


124140 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


eria_16 


eria_16 


eria_16 


2405212 2405115 6 103 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2473656 2473559 6 103 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2496144 2496047 6 103 gi 


gi 


il 


Ss; 


s 
Firmicutes; oc 


2506708 2506611 7 


Lactobacillales; 
104 


Strept 
gi 


a; 


ammaproteobacteria; Chromatiales; Ectoth 
2521899 2521802 7 104 gi 
rain SBK26 16S ribosomal RNA, partial 


cteria; Proteobacteria; Gammaproteobac 


se 
te 


2523379 2523282 7 104 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


se 
te 


2556205 2556108 7 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
Ss 2557771 2557674 7 104 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2562397 2562300 7 104 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2571530 2571433 7 104 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2576203 2576157 57 103 gi 
rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
2580651 2580554 7 104 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582217 25821207 104 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583787 2583690 7 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585356 2585259 7 104 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596194 2596097 7 104 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597760 2597663 7 104 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2664771 2664674 6 103 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2666333 2666236 6 103 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2705368 2705271 6 103 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
2734117 2734020 7 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2735607 2735510 7 104 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 


na 


se 


se 


se 


se 
er 


se 


na 


na 


na 


se 


na 


ia 
il 


se 
oc 


se 


ob 


he 


qu 
ri 


ia; 


a; 


124140 Bacteria_16S 


2737097 2737000 7 104 gi 


219857457 
2403965 24054 
lus. 
219857401 
2472404 24737 
Syntrop 
219857386 
equence 
occaceae 
219857373 
16S ribosomal RNA, partial sequence 2505486 25069 
iorhodos 
219857363 
quence 

ria; 


219857362 
quence 
ria; 


219857340 


25 


dales; 
219857339 


25 


udomonad 
219857336 


25 


udomonad 
219857287 


25 


udomonad 
219857284 
quence 


B 


219857281 


25 


udomonad 
219857280 


25 


dales; 
219857279 


25 


dales; 
219857278 


25 


dales; 
219857271 


25 


udomonad 
219857270 


25 


dales; 
219857214 
1 sequen 
lales; 
219857213 
quence 

occaceae 
219857185 
quenc 
acill 
219857165 
2732909 27 
wanel 
219857164 
ence 


Al 


219857163 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 


Pse 


Pse 


549 


P 


565 


611 


702 


urk 


794 


809 


P 


825 
P 


841 
P 


949 


965 
P 


s 


e 
ace 


343 
lac 


ter 


Incertae Sedis; 


Lactobacillus kimchii 
kimchii Bacteria; 


ref|NR_025045.1 
86 Lactobacillus 


ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 
haceae; Smithella. 
ref|NR_024974.1] Streptococcus 
2494920 2496256 Streptococcus 
; Streptococcus. 
ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024951.1] Pseudomonas 
2520665 2522094 Pseudomonas 
udomonadales; Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 

Streptococcus 
8 Streptococcus 
Streptococcus. 

Streptococcus 
8 Streptococcus 


ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseud 


eriales; 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref |NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref |NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 
2665089 266654 
; Streptococcus. 
ref|NR_024813.1 
2704122 270562 
ae; Lactobacillus. 
ref|NR_024793.1| Shewanella sairae 
48 Shewanella sairae Bacteria; 
eae; Shewanella 
ref|NR_024792.1] Shewanella 
2734399 2735838 Shewanella 
omonadales; Shewanellaceae; 


Lactobacillus 
7 Lactobacillus 


Shewanella. 


ref|NR_024791.1] Shewanella 
2735889 2737328 Shewanella 


marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


124140 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


124140 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


124140 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


124140 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


124140 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


124140 Bacteria_16S 


multiglobuliferum 
multiglobuliferum 


124140 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


124140 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


124140 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


124140 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


124140 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


124140 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


124140 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


124140 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


124140 Bacteria_16S 


DSM 
Firmicutes; 


10228 16S rib 
Clost 


124140 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


124140 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


124140 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


124140 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


124140 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


124140 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


2757806 2757710 6 101 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


al 
di 


2780439 2780342 7 104 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2854653 2854556 7 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2920749 2920652 7 104 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


gi 


ot 


na 


1 
ct 


2925342 2925245 6 103 

ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2935749 2935652 7 104 gi 
strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
2973594 2973497 7 104 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


gi 
oc 


ar 
ba 


al 
er 


2975156 2975059 7 104 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
3010178 3010081 6 103 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3038976 3038879 6 103 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3058771 3058720 51 102 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


gi 
se 


ue 
ba 


s. 
se 
ia 


3064891 3064794 6 103 gi 
bacillales; 
3177869 3177772 7 


Streptococcaceae; Streptoc 
104 gi 


oc 


ammaproteobacteria; Pseudomonadales; Pse 
3217303 3217206 6 103 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3265628 3265562 6 72 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3315800 3315707 7 100 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3318844 33187517 100 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3429515 3429418 7 104 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; S 
3550778 3550712 6 72 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3584093 3584027 6 72 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3658648 3658551 7 104 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


en 


’ 


cl 


et 


et 


he 


ti 
id 
eq 


ri 


s 
ri 


124140 Bacteria_16S 


strain PS-1 16S r 


3798353 3798257 7 104 gi 


219857148 
sequenc 
cl 


ales; 


219857130 
2779259 27806 
richacea 
219856888 


2853 
dales; 


219856843 


sequenc 
eria; 


219856840 
2924131 29254 


cus. 


219856833 
tial seq 


cteria; 


219846941 
sequenc 
Pseu 


ia; 


219846940 
2973936 29754 
udomonad 
219846917 


nce 


219846883 


quence 


’ 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


cus. 


219846803 
16S ribosomal RNA, partial sequence 3176631 31781 


udomona 


219846776 


ce 3216 
Strepto 


219846744 
3264433 32658 


ostridi 


219846710 
3314589 33160 


a. 


219846708 
3317638 33191 


a. 


219846625 


3428 
wanella 


219846543 


al sequ 
iales; 


219846520 


uence 
diales; 


219846466 


equence 
a; Alte 


219846364 


ibosomal RNA, partial sequence 


Ps 


cillacea 
219846897 
3037737 30392 


Aeromo 


ref|NR_024776.1 
e 2756546 275805 
ostr 
ref|NR_024758.1 
e; Thiothrix. 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref 


4 
P 
NR_024662.1 
2919511 292100 
eudomonadales; P 


e 


ref|NR_024659.1 
69 Streptococcus 


ref 
uenc 


NR_024652.1 
e 293453 
Oceanospirillale 
ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 
ref |NR_026532.1 
aceae; Pseudomon 
ref|NR_026509.1 

3008942 301036 
e; Lactobacillus 
ref |NR_026489.1 


ref|NR_026475.1 
3057592 305905 
nadales; Succini 


ref|NR_026471.1 
27 Streptococcus 


ref|NR_026395.1 


daceae; Pseudomon 
ref|NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026336.1 


0 
c 


um. 


ref|NR_026302.1 


ref|NR_026300.1 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella 
ref |NR_026135.1 
nce 354957 
lostridiaceae; C 
ref|NR_026112.1 
3582883 358438 
Clostridiaceae; 
ref |NR_026058.1 
3657404 365891 
omonadales; Shew 
ref|NR_025955.1 


2 
c 


S 
Cc 


xr 


idiales Fami 


Shewanellaceae; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Pseudomonas savastanoi 

monas savastanoi 
Pseudomonas. 
Pseudomonas 

8 Pseudomonas 

seudomonadaceae; 


Streptococcus peroris 
peroris Bacteria; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Lactobacillus 
2 Lactobacillus 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Streptococcus ovis 
ovis Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Streptococcus 
ococcus thoraltensis 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Shewanella benthica 
ella benthica Bacteria; 


Clostridium 
2 3551038 Clostridium 
lostridium. 

Clostridium 
5 Clostridium 
Clostridium. 
Shewanella 
0 Shewanella 
anellaceae; Shewanella. 
Cycloclasticus pugetii 


3797117 3798610 Cycloclasticus pugetii Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 


124140 Bacteria_16S 
funditum strain p 


Bacteria; Firmicu 


124140 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


124140 Bacteria_16S 
adiacens strain G 


adiacens Bacteria 


124140 Bacteria_16S 


strain DSS12 16S 
Proteobacteria; 


strain SW-120 16S 
Proteobacteria; 


strain SS20 16S r 
Proteobacteria; G 


124140 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


124140 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


124140 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


124140 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


124140 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 


124140 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


124140 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


124140 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


124140 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


124140 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


124140 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


124140 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


124140 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


124140 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


124140 Bacteria_16S 


strain HO14 16S r 


G 
124140 Bacteria_16S 


G 
124140 Bacteria_16S 


S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
4231145 4231079 6 72 gi 
ubsp. thermosyntrophicum strain TPO 16 


Ss. 


s 


omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
169775 169722 51 104 gi 


ibosomal RNA, partial sequence 


6S ribosomal RNA, part 
ammaproteobacteria; Vibrionales; Vibri 
177262 177209 51 104 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
223362 223309 51 104 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
311436 311340 6 102 gi 
ibosomal RNA, partial sequence 


on 


e 
le 


on 


Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia 
124140 Bacteria_16S 329706 329608 6 104 gi| 265678841 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequenc 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Sedimentibacter. 

124140 Bacteria_16S 367329 367276 51 104 gi| 265678810 


4170715 41722 


219846048 


167046 168502 Vibri 


265678950 
168553 16998 


ammaproteobacteria; Vibrionales; Vibrionaceae; V 
171251 171198 51 104 gi| 265678949 
osomal RNA, partial sequence 170036 17150 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
172760 172707 51 104 gi| 265678948 
ibosomal RNA, partial sequence 171556 17300 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
174269 174216 51 104 gi| 265678947 


RNA, partial sequence 173054 174520 Vibri 
ia; Vibrionales; Vibrionaceae; Aliivibrio. 
175777 175724 51 104 gi| 265678946 


ial sequence 174571 17599 
265678945 
265678914 
222148 22363 


265678853 
310195 31168 


ribosoma 


aceae; V 
17604 


s; Vibri 


aceae; V 


3812016 3811919 6 103 gi|219846355|ref|NR_025946.1| Carnobacterium 
£3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

3828894 3828797 7 104 gi|219846344|ref|NR_025934.1| Cardiobacterium 
73 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 
acteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 

3932624 3932527 6 103 gi|219846272|ref|NR_025862.1| Granulicatella 
IFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

3951531 39514347 104 gi|219846258|ref|NR_025848.1| Shewanella violacea 
ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4028982 4028885 7 104 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 

ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4056159 4056062 7 104 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
ibosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

4080458 4080392 6 72 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
ibosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4148923 4148857 6 72 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4171955 4171858 6 103 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


ref 
1 RN 


NR_025638.1 
A, partial s 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


ptococcaceae; Desulfotomaculum. 
41987 41934 51 104 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
65 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
79695 79642 51 104 gi|265679011|ref|NR_029319.1| Pseudomonas 
train S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
acteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
168251 168198 51 104 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 


o mimicus Bacteria; Proteobacteria; 
ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 
ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 


ibrio. 

ref|NR_029256.1| Vibrio gazogenes 

3 Vibrio gazogenes Bacteria; 

ibrio. 

ref|NR_029255.1| Vibrio fischeri strain 


o fischeri Bacteria; Proteobacteria; 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 


fontislapidosi strain F23 16S ribosomal RNA, partial sequence 


fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Idiomarina. 


ibrio. 

ref|NR_029253.1| Photobacterium 

8 177513 Photobacterium leiognathi 
onaceae; Photobacterium. 
ref|NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 
ibrio. 

ref|NR_029159.1| Borrelia japonica 
7 Borrelia japonica Bacteria; 
burgdorferi group. 

ref|NR_029146.1| Sedimentibacter 

e 328486 329942 Sedimentibacter 
Clostridiales Family XI. Incertae 
ref|NR_029115.1| Idiomarina 


366150 367594 Idiomarina 
Idiomarinaceae; 


124140 Bacteria_16S 
strain TF-27 16S 


434972 434919 51 


124140 Bacteria_16S 476374 476278 6 
parakefiri strain 
parakefiri Bacteria; Firmicutes; 
124140 Bacteria_16S 486997 486944 51 
69 16S ribosomal RNA, partial sequence 


124140 Bacteria_16S 590558 590493 7 


104 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


102 


104 


485792 487320 Vibrio ponticus Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


72 


strain 3WC2 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
124140 Bacteria_16S 616409 616356 51 
strain 289 16S ribosomal RNA, 


124140 Bacteria_16S 645386 645333 51 
40M4T 16S ribosomal RNA, 


124140 Bacteria_16S 
azorensis strain 
Bacteria; Firmicutes; Clostridia; 
124140 Bacteria_16S 709884 709831 
strain NVI 88/441 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
124140 Bacteria_16S 711442 711389 
strain NVI 88/478 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
124140 Bacteria_16S 768580 768527 
strain J1 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 770143 770090 
VR1 16S ribosomal RNA, partial sequence 


654346 654281 7 


51 


51 


SL 


51 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


124140 Bacteria_16S 771672 771619 51 


strain Uedal07 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


124140 Bacteria_16S 814797 814700 6 


cyclicum strain ALM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


Bacteria; 
124140 Bacteria_16S 
strain W1219 16S 


863343 863290 50 


124140 Bacteria_16S 
sibiricum strain 
Bacteria; 
124140 Bacteria_16S 
strain Greoux 11 
Bacteria; 
124140 Bacteria_16S 


901251 901154 6 


904295 904198 7 


966145 966092 51 


subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


subsp. vallismortis Bacteria; 
Salinivibrio. 
124140 Bacteria_16S 
hydrogenoformans 
hydrogenoformans Bacteria; 
Sedis; Acidaminobacter. 

124140 Bacteria_16S 1010518 1010465 51 
strain OK-1 16S ribosomal RNA, partial 


995397 995302 6 


Firmicutes; 


124140 Bacteria_16S 1012065 1012012 51 
strain SB2B 16S ribosomal RNA, partial 


124140 Bacteria_16S 1066891 1066838 51 


complete sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


sequence 
Rhizobiales; 


Proteobacteria; 


104 


complete sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibri 


104 


644174 645732 Vibrio le 


72 


ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


104 


104 


101 


Clostridia; 


104 


sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


104 


sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


104 


gi 


433793 43528 
s 


gi 


Lacto 


gi 


gi 


589361 59079 


Clostridiaceae; Clostridium. 


gi 


615203 61674 


gi 


gi 


MV1087 16S ribosomal RNA, partial sequ 
Clostridiales; 


partial sequence 


partial sequence 
Alteromonadales; 


AL7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


gi 


gi 


strain glu 65 16S ribosomal RNA, partial sequenc 
Clostridiales; 


gi 


265678765 


265678734 


GCL 1731 16S ribosomal RNA, partial sequence 
Lactobacillales; 


265678727 


265678659 


265678641 


265678621 


265678614 


90001 


265678442 
90307 


265678401 


265678381 


265678371 


1009316 10108 


gi 


Shewanellac 


265678370 


1010904 10123 


gi 


Shewanellac 


265678333 


strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 10671 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


124140 Bacteria_16S 1111973 1111920 51 


104 


Chromatiaceae; 


gi 


265678301 


strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 11122 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


124140 Bacteria_16S 1136123 1136070 51 


104 


strain YB1 16S ribosomal RNA, partial sequence 


124140 Bacteria_16S 1140739 1140686 51 


shabanensis strain E1L3A 16S ribosomal RNA, 


104 


gi 


Moritellaceae; 


253680766 


1134932 11363 


gi 


253680763 


complete sequence 


ence 65316 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Clostridiaceae; Caloranaerobacte 

104 gi|265678576|ref|NR_028881.1 

708668 710188 Aliivi 

Vibrionales; Vibrionaceae; Aliivibrio. 
104 gi| 265678575 |ref|NR_028880.1 
710239 711741 Morite 
Moritellaceae; Moritella. 

104 gi|265678534|ref|NR_028838.1 

767437 76891 
Hyphomicrobiaceae; Devosia. 
104 gi| 265678533 |ref|NR_028837.1 
768965 770424 Vibrio ruber Bacteria 
Vibrio. 

104 gi|265678532|ref|NR_028836.1 
770475 77198 

seudomonadaceae; Cellvibri 

103 gi|265678503|ref|NR_028806.1 

813559 815058 Thioal 

Piscirickettsiaceae 

103 gi|265678470|ref|NR_028773.1 
862181 86365 

elotrichaceae; Bulleidia. 

103 gi|265678444|ref|NR_028746.1 


ref 


ref 


vi 


ref 


e 994185 995652 


Clo 


ref 


eae; 
ref 


eae; 
ref 


Rhe 
ref 


ref 


ref 


475117 476512 
bacillaceae; Lactobacillus. 


3 654605 Calora 


3 901506 Thioal 
Pisciri 


2 904507 Legion 
Legione 


964933 966480 


52 Rheinheimera 


NR_029070.1 

Shewanella. 
NR_029039.1 
NR_029032.1 


NR_028964.1 


NR_028946.1 
oO. 
NR_028926.1 


ntus Bacteri 


NR_028919.1 


ckettsiaceae 
NR_028744.1 


llaceae; Leg 
NR_028703.1 


brionales; V 
NR_028683.1 
stridiales F 
NR_028673.1 


Shewanella. 
NR_028672.1 


Shewanella. 
NR_028635.1 


inheimera. 
NR_028602.1 


NR_028014.1 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 
hewanellaceae; 


Lactobacillus 
Lactobacillus 


Vibrio ponticus strain 
Proteobacteria; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Vibrio lentus strain 
a; Proteobacteria; 


Caloranaerobacter 
naerobacter azorensis 
r. 

Aliivibrio wodanis 
brio wodanis Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Vibrio ruber strain 
; Proteobacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 

Thioalkalimicrobium 

kalimicrobium cyclicum 

; Thioalkalimicrobium. 
Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
; Thioalkalimicrobium. 
Legionella gresilensis 
ella gresilensis 
ionella. 
Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Acidaminobacter 
Acidaminobacter 


amily XII. Incertae 


Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Rheinheimera pacifica 


pacifica Bacteria; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 
Moritella. 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


NR_028011.1 


Salinisphaera 


1139586 1141025 Salinisphaera 


shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Salinisphaera. 
124140 Bacteria_16S 
strain JT7304 16S 


riboso 


1152818 1152765 51 


104 


mal RNA, partial sequence 


gi| 253680755 
1151622 11530 


Salinisphaerales; 


ref 


67 Psychromonas 


NR_028003.1 


Salinisphaeraceae; 


Psychromonas kaikoae 


kaikoae Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

124140 Bacteria_16S 1154235 1154182 51 104 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

124140 Bacteria_16S 1169483 1169391 7 100 gi|228719827|ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

124140 Bacteria_16S 1186080 1186027 51 104 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

124140 Bacteria_16S 1187591 1187538 51 104 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

124140 Bacteria_16S 1189102 1189049 51 104 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

124140 Bacteria_16S 1190613 1190560 51 104 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 


Bacteria; 
124140 Bacteria_16S 


strain A431 16S ribosomal RNA, partial 
Gammaproteobacteria; Vi 


Proteobacteria; 
124140 Bacteria_16S 


ganghwensis strain JC2041 16S ribosomal 


ganghwensis Bacteria; 
124140 Bacteria_16S 
DSM 
Proteobacteria; 
124140 Bacteria_16S 
subsp. costicola 
costicola subsp. 
Salinivibrio. 
124140 Bacteria_16S 
strain 0S145 16S 
Proteobacteria; 
124140 Bacteria_16S 


denitrificans strain 08217 1 


denitrificans OS2 
Shewanella. 

124140 Bacteria_16S 
strain B-10-31 16 
Proteobacteria; 
124140 Bacteria_16S 


antarcticus strain 20CM 16S 


Bacteria; Firmicutes; 
124140 Bacteria_16S 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial 


doudoroffii Bacteria; 
124140 Bacteria_16S 


Proteobacteria; 


9799 16S ribosomal RNA, partial seq 
Gammaproteobacteria; Al 


strain ATCC 33508 16S 
costicola Bacteria; 


ribosomal RNA, partial 
Gammaproteobacteria; Al 


S ribosomal 
Gammaproteob 


1258564 1258511 51 
1278024 1277971 51 
Proteobacteria; 


1343464 1343411 51 


1355695 1355642 51 


1382761 1382708 51 


1385814 1385761 51 


Proteobacteria; 


1412717 1412664 51 


1435813 1435717 6 


Bacillales; 
1455612 1455559 51 


Proteobacteria; 
1512837 1512784 51 


Gammaproteobacteria; 


104 


sequence 
brionales; Vibrionaceae; 


104 


104 


104 


ribosomal RNA, p 
Proteobacteria; 


104 


sequence 
teromonadales; 


104 


Enterobacteriales; 


gi|219856813 
1257400 12588 


gi| 219846127 


RNA, partial sequence 
Gammaproteobacter 


gi|228721107 


uence 1342254 1343799 Ferri 
teromonadales; 


gi|228720264 


Gammaproteob 


gi|228717104 
1381574 13830 
Idiomarinac 


gi|228716834 


6S ribosomal RNA, partial sequence 
17 Bacteria; 


Gammaproteobacteria 


104 


RNA, partial sequence 
acteria; Alteromonadales; 


102 


104 


104 


strain 8025 16S ribosomal RNA, partial sequence 


Proteobacteria; 
124140 Bacteria_16S 
strain KMM 231 16 
Proteobacteria; 
124140 Bacteria_16S 
strain KMM 227 16 
Proteobacteria; 
124140 Bacteria_16S 


1546330 1546277 51 


1547845 1547792 51 


1608531 1608478 51 


104 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


104 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


104 


gi|]224581450 
1411537 14130 
Pseudoalter 


gi] 224581431 


ribosomal RNA, partial sequence 14345 
Paenibacillaceae; 


224581417 
sequence 


gi 


Gammaproteobacteria; Aeromo 


gi|219878127 
1511717 15130 


Gammaproteobacteria; Pasteurellales; Pasteurellac 


gi|219857261 
1545151 15466 
Idiomarinac 
gi|219857260 
1546665 15481 
Idiomarinac 


gi|219878471 


decolorationis strain S12 16S ribosomal RNA, partial sequence 


decolorationis Bacteria; 


Shewanella. 
124140 Bacteria_16S 
inopinata strain 
Bacteria; 
124140 Bacteria_16S 


Proteobacteria; 


1632602 1632549 50 


1634159 1634106 51 


103 


104 


Gammaproteobacteria; Alt 


gi|219878455 


143-02 16S ribosomal RNA, partial sequence 16314 
Firmicutes; Erysipelotrichi; Erysipelotrichales; 


Erysip 
219878454 


ia; Altero 


Ferrimonada 


artial seq 


ref 


ref 


ref 


ref 
uenc 
ref 


eae; 
ref 


; Al 


ref 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


ref 


elot 
ref 


gi 


litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 


Enterobacteriac 


1276861 12782 
monadales; 


monas balearica 


ceae; Ferrimonas. 


acteria; Vibrion 


1384632 13861 


76 1436085 Paenib 
Paenibacillus. 


1454432 145591 
nadales; 


1607365 16088 
eromonadales; 


20 1632923 Erysip 


NR_024632.1 


NR_025717.1 
6 
Colwe 
NR_027602.1 


NR_027590.1 
e 135446 


NR_027560.1 


Idiomarina. 
NR_027556.1 
3 
teromonadale 


NR_027234.1 


Alg 
NR_027213.1 


NR_027198.1 


Aeromon 
NR_025266.1 


Histophilus 
NR_024892.1 


Idiomarina. 
NR_024891.1 


Idiomarina. 
NR_025610.1 
1 
Sh 


NR_025594.1 


richaceae; E 
NR_025593.1 


eae; Yersinia. 
Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 
Vibrio. 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Ferrimonas balearica 
DSM 9799 Bacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 


ales; Vibrionaceae; 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 
omonadaceae; 


icola. 
Paenibacillus 
acillus antarcticus 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Histophilus somni 


77 Histophilus somni Bacteria; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 


Oceanisphaera 


1632974 1634479 Oceanisphaera 


124140 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


124140 Bacteria_16S 


strain 75-80 16S 
Proteobacteria; 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


124140 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


124140 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


124140 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


124140 Bacteria_16S 


strain LMG 20362 


Proteobacteria; G 


124140 Bacteria_16S 


R-3712 16S riboso: 
Gammaproteobacter 


124140 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; G 


124140 Bacteria_16S 


15052 16S ribosom 
Gammaproteobacter 


124140 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


124140 Bacteria_16S 


strain LMG 20536 


Proteobacteria; G 


124140 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


124140 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


124140 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


124140 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


124140 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


124140 Bacteria_16S 


strain 63 16S rib 
Proteobacteria; G 


124140 Bacteria_16S 


strain K9951 16S 


Proteobacteria; G 


124140 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


124140 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


124140 Bacteria_16S 


californiensis st 
californiensis Ba 


G 
124140 Bacteria_16S 


1658515 1658462 51 104 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 
somal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

1660069 1660016 51 104 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

1692021 1691968 51 104 gi|219878413|ref|NR_025552.1| Cellvibrio 
in LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

1699786 1699733 51 104 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 
somal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

1708966 1708913 51 104 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 

ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

1757769 1757716 51 104 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
ibosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

1777220 1777167 51 104 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1792328 1792275 51 104 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
mal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

1793802 1793749 51 104 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
osomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1795357 1795304 51 104 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
al RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

1796841 1796788 51 104 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 


16S ribosomal RNA, par 
ammaproteobacteria; Vi 
1798396 1798343 51 
16S ribosomal RNA, par 


124140 Bacteria_16S 


tial sequence 1795652 17971 
brionales; Vibri 


104 


tial sequence 1797206 17986 


ATCC 43380 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


onaceae; V 


gi|219878337 


ibri 
ref 


Oo. 
NR_025476.1 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1815280 1815227 51 104 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
osomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

1847398 1847345 51 104 gi|219878304|ref|NR_025443.1| Shewanella 
train NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
acteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 

1909541 1909444 6 103 gi| 219878257 |ref|NR_025396.1| Aerococcus 
in CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
eria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

1929459 1929406 51 104 gi|219878242|ref|NR_025381.1| Moritella profunda 
ibosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1930995 1930942 51 104 gi|219878241|ref|NR_025380.1| Moritella abyssi 
ibosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

2092688 2092635 51 104 gi|219878128|ref|NR_025267.1| Shewanella baltica 
osomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2188256 2188159 7 104 gi|219857607|ref|NR_025196.1| Legionella busanensis 
ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

2226003 2225907 6 102 gi|219857582|ref|NR_025170.1| Paenibacillus 
in AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

2227564 2227468 6 102 gi| 219857581 |ref|NR_025169.1| Paenibacillus 

AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

2238241 2238145 7 103 gi|219857574|ref|NR_025162.1| Tindallia 
rain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

2239714 2239661 51 104 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 


2238534 2239994 Yersinia rohdei Bacteria; 


124140 Bacteria_16S 


NCTC 5923 16S ribosomal RNA, partial se 
Gammaproteobacteria; En 


Proteobacteria; 
124140 Bacteria_16S 

strain ATCC 33638 16S 
Bacteria; 
124140 Bacteria_16S 


pseudotuberculosis strain ATCC 29833 16 
pseudotuberculosis Bacteria; 


Yersinia. 
124140 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; 
124140 Bacteria_16S 
strain L2-TR 16S 
Proteobacteria; 

124140 Bacteria_16S 


brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 


brasilensis Bacteria; 
124140 Bacteria_16S 


Proteobacteria; 


ribosomal RNA, partia 
Gammaproteobacteria; Al 


2241225 2241172 51 


2242736 2242683 51 


ribosomal RNA, partial sequence 
Gammaproteobacteria; 


2244247 2244194 51 
Proteobacteria; 


2294699 2294646 51 


2299144 2299091 51 


2317382 2317286 6 


Firmicutes; Bacillales; 
2428152 2428099 51 


104 


quence 
terobacteriales; 


104 


104 


S ribosomal RNA, 
Gammaproteobacteria; 


104 


1 sequence 
teromonadales; 


104 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Idiomarinac 


102 


strain GB6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
124140 Bacteria_16S 
strain KMM 3299 1 
Proteobacteria; 
124140 Bacteria_16S 
strain CCUG 30811 
Bacteria; 
124140 Bacteria_16S 
aerophilum strain 
Bacteria; 
124140 Bacteria_16S 
strain 2074-AUS-E 
Proteobacteria; 
124140 Bacteria_16S 


beliardensis strain Montbeliard Al 16S ribosomal RNA, partial seq 
Gammaproteobacteria; Legio 


beliardensis Bacteria; 
124140 Bacteria_16S 
thyasirae strain 


Thiomicrospira. 
124140 Bacteria_16S 
strain Y223G 16S 
Proteobacteria; 

124140 Bacteria_16S 


psychrotolerans strain M13-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; 


124140 Bacteria_16S 


strain MKT 106 16S ribosomal RNA, partial sequence 


Proteobacteria; 
124140 Bacteria_16S 
strain EJ2M-B 16S 
Proteobacteria; 
124140 Bacteria_16S 


2443243 2443190 51 


2446322 2446269 51 


2469164 2469067 6 


2502145 2502048 7 


2503651 25035547 


Proteobacteria; 
2648462 2648365 6 


2717285 2717232 51 
2732621 2732524 6 

Firmicutes; 
2741410 2741357 51 


2781862 2781809 51 


2783328 2783275 51 


Gammaproteobacteria; Aeromonadales; Aeromonadacea 


Paenibacillaceae; P 
104 gi| 219857439 

2427049 24283 
104 gi|219857424 


6S ribosomal RNA, partial sequence 2442080 24435 
Gammaproteobacteria; Alteromonadales; 


104 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


103 


AL3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


104 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


104 


103 


DSM 5322 16S ribosomal RNA, partial sequence 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; 


104 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliace 


103 


Lactobacillales; 


104 


Gammaproteobacteria; Alteromonadales; Alteromonad 


104 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; 


104 


strain B3-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
124140 Bacteria_16S 


acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


acidipiscis Bacteria; 
124140 Bacteria_16S 


2837702 2837649 50 


Firmicutes; 
2845336 2845240 6 


CMN3 16S ribosomal RNA, partial sequence 


Spirochaetales; 
124140 Bacteria_16S 


2893188 2893135 51 


strain S-1 16S ribosomal RNA, partial sequenc 


Proteobacteria; 
124140 Bacteria_16S 
minutulum strain 


124140 Bacteria_16S 


Gammaproteobacteria; Vi 


2928194 2928141 51 


2961291 2961238 51 


ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Alteromonadales; 


124140 Bacteria_16S 


2972035 2971982 51 


Gammaproteobacteria; Thiotrichales; 


103 


102 


2844116 2845615 Borre 
Spirochaetaceae; Borrelia; Borrelia burgdorferi g 


104 
e 


brionales; Vibrionaceae; 


104 


ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


104 


2960112 2961625 Colwe 
Colwelliaceae; 


104 


Enterobacteriales; 


gi|]219857572 
2240045 22415 
Enterobac 
219857571 
22415 


gi 


219857570 
partial s 


gi 


gi| 219857535 
2293525 22949 
Shewanellac 
gi| 219857531 
2297982 22993 


gi| 219857518 


Shewanellac 
gi|219857422 
24451 


219857404 
24679 
Pis 
219857381 
25009 


gi 


gi 


gi|219857380 


gi|219857226 


Thiotric 


gi|219857177 
2716108 27175 


219857166 
sequence 
Carnobacte 
gi| 219857160 
2740223 27416 


gi 


gi|]219857129 
2780730 27821 
Thiotrichacea 
gi|219857128 
2782197 27836 
Thiotrichacea 
gi| 219856899 


Lactobacillace 
gi| 219856894 


gi| 219856861 
2892009 28935 
Vv 
219856838 
sequence 

Oceanosp 
219856816 


gi 


gi 


Colwellia. 


Alteromonadaceae 


roup. 


irillales; 


ref|NR_025160.1 
05 Yersinia 
teriaceae; 
ref|NR_025159.1 


ref|NR_025158.1 
equence 224306 


ref|NR_025123.1 


Shewanella. 
NR_025119.1 


eae; 
ref 


eae; Idiomarina. 
ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025027.1 


Oceanimonas. 
NR_025012.1 


e; 
ref 


Shewanella. 
NR_025010.1 


eae; 
ref 


ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024969.1 
08 2502354 Legion 
e; Legionella. 

ref |NR_024968.1 
uence 250240 
nellales; Legion 
ref |NR_024854.1 
2647248 264867 
hales; 


ref |NR_024805.1 
ae; Colwellia. 
ref|NR_024794.1 

2731401 273285 
riaceae; Marinil 
ref |NR_024788.1 


aceae; Agarivora 
ref|NR_024757.1 


Thiothrix. 
ref|NR_024756.1 
Thiothrix. 
NR_024718.1 
2836503 283790 
Lactobacillu 
NR_024713.1 
sinica Bacte 


NR_024680.1 


ref|NR_024657.1 

2927022 292847 
Marin 
NR_024635.1 
maris Bacte 


ref 
llia 


gi|219846942 


resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 


Enterobacteriales; 


Yersinia pestis strain 


pestis Bacteria; 
Yersinia. 


Yersinia kristensenii 


56 2243016 Yersinia kristensenii 
Enterobacteriaceae; 


Yersinia. 

Yersinia 
7 2244527 Yersinia 
Enterobacteriaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Paenibacillus 
1 Paenibacillus 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Alishewanella fetalis 


Alishewanella. 
Thioalkalimicrobium 
kalimicrobium aerophilum 
; Thioalkalimicrobium. 
Legionella waltersii 
ella waltersii Bacteria; 


48 2446624 Alishewanella fetalis 
, 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Thiomicrospira 
1 Thiomicrospira 


Piscirickettsiaceae; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 
e; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Lactobacillus 

8 Lactobacillus 

Ss. 

Borrelia sinica strain 
ria; Spirochaetes; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
ibrio. 


Marinospirillum 

7 Marinospirillum 
ospirillum. 

Colwellia maris strain 
ria; Proteobacteria; 


ref |NR_026534.1 
2970861 297232 


Pseudomonas 
5 Pseudomonas 


resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


124140 Bacteria_16S 3073657 3073604 51 


104 


strain 4-87 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


124140 Bacteria_16S 
strain 22-7934 16S 
Firmicutes; 
124140 Bacteria_16S 
antarctica strain 


3102264 3102168 7 


Clostridia; Clostridiales; 
3117311 3117258 51 


Psychromonas. 


124140 Bacteria_16S 3227857 3227804 51 


103 


ribosomal RNA, partial sequence 


104 


104 


CECT 4600 16S ribosomal RNA, partial sequence 


124140 Bacteria_16S 3521622 3521526 6 


acidigallici strain DSM 2377 16S ribosomal RNA, partial 


acidigallici Bacteria; 
Pelobacter. 
124140 Bacteria_16S 
strain Milford 74 


Proteobacteria; 


3558513 3558460 51 


124140 Bacteria_16S 3559993 3559940 51 


strain ATCC 15338 


124140 Bacteria_16S 3561508 3561455 51 


102 


104 


104 


104 


strain 717 16S ribosomal RNA, partial sequence 


124140 Bacteria_16S 
nigripulchritudo 
nigripulchritudo Bacteria; 
124140 Bacteria_16S 3564514 3564461 51 
80 16S ribosomal RNA, partial sequence 


3563028 3562975 51 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


124140 Bacteria_16S 
strain ATCC 14048 


3565994 3565941 51 


124140 Bacteria_16S 3567500 3567447 51 


104 


104 


3563299 3564734 Vibri 
Vibrio. 


104 


104 


strain NS 16S ribosomal RNA, partial sequence 


124140 Bacteria_16S 
strain ATCC 35912 
Bacteria; 
124140 Bacteria_16S 
strain WO-44C 16S 


3569005 3568952 51 


3576615 3576518 7 


124140 Bacteria_16S 3634146 3634093 51 


succiniciproducens strain S411 16S ribosomal 
Proteobacteria; 


succiniciproducens Bacteria; 
Anaerobiospirillum. 

124140 Bacteria_16S 3660161 3660108 51 
frigidimarina strain ICP1 16S ribosomal 
frigidimarina Bacteria; Proteobacteria; 
124140 Bacteria_16S 3663221 3663168 51 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial 
Gammaproteobac 


psychrotropica Bacteria; Proteobacteria; 
124140 Bacteria_16S 3750045 3749992 51 
strain A089 16S ribosomal RNA, partial 


124140 Bacteria_16S 
strain S51-W 16S 


3796782 3796729 51 
ribosomal RNA, partial 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


124140 Bacteria_16S 3810371 3810318 51 
strain B62 16S ribosomal RNA, 


124140 Bacteria_16S 
pelophila strain 
Bacteria; 
124140 Bacteria_16S 


3839342 3839245 6 


3905088 3904992 6 


amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial seque 
Bacillales; 


amylolyticus Bacteria; 
124140 Bacteria_16S 


Firmicutes; 
3906584 3906531 51 


oryzihabitans strain L-1 16S ribosomal RNA, 


104 


104 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 


104 


104 
RNA, 


104 


104 


sequence 


104 
sequence 


104 


complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


103 


102 


104 


gi 


gi 


Clostridiaceae; 


219846873|ref|NR_026465.1| Balneatrix alpica 
3072467 3073861 Balneatrix alpica Bacteria; 

Balneatrix. 

219846854|ref|NR_026446.1| Tindallia magadiensis 
3101054 3102535 Tindallia magadiensis Bacteria; 

Tindallia. 

219846844 |ref|NR_026436.1| Psychromonas 


gi 


star-1 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; 


gi 


3226672 32281 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi 


Deltaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi 


3560299 35617 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi 


strain 164 16S ribosomal RNA, partial 
Proteobacteria; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


gi 


3566301 35677 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


gi 


3575389 35768 


gi 


RNA, partial 
Gammaproteobacteria; 


gi 


partial sequence 
Gammaproteobacteria; Alte 


gi 


gi 


3748871 37503 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


gi 


3795600 37970 
Colwelliace 


gi 


3809177 38107 


gi 


4B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotric 


gi 


Paenibac 


gi 


219846769 


219846562 
sequence 
Desul 


219846537 
35572 


219846536 
35587 


219846535 


219846534 
sequence 


Gammaproteobacteria; Vibrionales; 


219846533 


219846532 
35647 


219846531 


219846530 
35678 
Vibri 
219846525 


219846483 
sequenc 


219846465 


219846463 
sequenc 
teria; Alt 
219846401 


219846366 


219846356 


219846336 
38381 
hales; Pis 
219846292 


illaceae; 


Alteromonadales; 


w 


116131 3117629 Psychromonas 
Psychromonadaceae; 


ref|NR_026361.1| Vibrio tapetis strain 
43 Vibrio tapetis Bacteria; 


. Pelobacter 
3520389 3521882 Pelobacter 
furomonadales; Pelobacteraceae; 


ref |NR_026129.1 
98 3558733 Vibrio 


Vibrio tubiashii 
tubiashii Bacteria; 


ref |NR_026128.1 
84 3560248 Vibrio 


Vibrio proteolyticus 
proteolyticus Bacteria; 


ref|NR_026127.1| Vibrio orientalis 
64 Vibrio orientalis Bacteria; 


ref|NR_026126.1| Vibrio 

3561815 3563248 Vibrio 
Vibrionaceae; Vibrio. 
ref|NR_026125.1| Vibrio nereis strain 
Oo nereis Bacteria; Proteobacteria; 


ref|NR_026124.1| Vibrio natriegens 

85 3566250 Vibrio natriegens Bacteria; 
ibrio. 

ref|NR_026123.1| Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 
ibrio. 


ref|NR_026122.1| Vibrio cincinnatiensis 
07 3569262 Vibrio cincinnatiensis 
onaceae; Vibrio. 

ref|NR_026117.1| Legionella feeleii 


54 Legionella feeleii Bacteria; 
e; Legionella. 
ref|NR_026075.1| Anaerobiospirillum 
e 3633011 3634478 Anaerobiospirillum 
Aeromonadales; Succinivibrionaceae; 


ref|NR_026057.1] Shewanella 
3658961 3660465 Shewanella 

romonadales; Shewanellaceae; 

ref|NR_026055.1| Colwellia 

e 3662041 3663526 Colwellia 

eromonadales; Colwelliaceae; Colwellia. 

ref|NR_025992.1| Vibrio scophthalmi 

67 Vibrio scophthalmi Bacteria; 

ibrio. 


Shewanella. 


ref|NR_025957.1| Colwellia rossensis 

66 Colwellia rossensis Bacteria; 

ae; Colwellia. 

ref|NR_025947.1| Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 

ref|NR_025926.1| Thiomicrospira 

14 3839581 Thiomicrospira pelophila 
cirickettsiaceae; Thiomicrospira. 
ref|NR_025882.1| Paenibacillus 

nce 3903834 3905341 Paenibacillus 
Paenibacillus. 


219846291 


complete sequence 


ref|NR_025881.1] Pseudomonas 
3905392 3906918 Pseudomonas 


oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


124140 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; 


Spirochaetales; 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain G3-29 16S 
Proteobacteria; 


Spi 
124140 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 
Ss 
124140 Bacteria_16S 
strain DSK1 16S r 
G 
124140 Bacteria_16S 
lipolyticum strai 
Proteob 
124140 Bacteria_16S 
strain R22 16S ri 
G 
124140 Bacteria_16S 
strain SW-117 16S 
G 
124140 Bacteria_16S 
HDS1-1 16S riboso 
Gammaproteobacter 
124140 Bacteria_16S 
HT 2-1 16S riboso 
Gammaproteobacter 
124140 Bacteria_16S 
strain KMM 3823 1 
G 
124140 Bacteria_16S 


G 


124140 Bacteria_16S 


amnigena strain ASRB1 16S ribosomal RNA, partial sequen 
Proteob 


Bacteria; 


124140 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; 


Clost 


6S 


124140 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


124140 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


124140 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


124140 Bacteria_16S 


psychrophilum str 


psychrophilum Bac 


124140 Bacteria_16S 


brasiliensis stra 


brasiliensis DSM 
Planctomyces. 


124140 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


124140 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


124140 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


124140 Bacteria_16S 


marinus subsp. pa 


Prochlorococcacea 


e; 


124140 Bacteria_16S 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


ibosomal RNA, partial 


ridia; 


m Bacteria; 


teria; 


5305 Bacteria; 


lales; 


lales; 


3915643 3915547 6 


3917059 3916963 6 


3953045 3952992 51 


122613 122518 6 


acteria; Deltaproteobacteria; 


258464 258369 6 
ribosomal RNA, 


332906 332811 6 
Firmicutes; 


376356 376261 6 


ain XIL14 16S ribosomal RNA, 
teria; 


Firmicutes; 
516046 515993 51 


610238 610143 6 


Firmicutes; 
695260 695173 16 


701242 701147 6 
702729 702634 6 
797863 797768 6 
Firmicutes; 


879743 879691 50 


Prochlorococcus. 
958509 958414 6 


Bacillales; 


102 


ribosomal RNA, partial sequence 
rochaetales; 


102 


104 


sequence 


gi 
39 


Spirochaetaceae; Borrelia 


gi 


pirochaetaceae; Borrelia; Borrelia bur 


gi 
39 


ammaproteobacteria; Vibrionales; Vibri 


219846284 
14434 39158 


, 


219846283 


3915851 3917216 Borre 
gdorferi g 


219846257 
51843 39533 


Borrelia 


ref|NR_025874.1| Borrelia tanukii 

00 Borrelia tanukii Bacteria; 
burgdorferi group. 

ref|NR_025873.1| Borrelia turdi strain 
lia turdi Bacteria; Spirochaetes; 

roup. 
ref|NR_025847.1| Moritella japonica 
48 Moritella japonica Bacteria; 


ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

4003226 4003173 51 104 gi|219846223|ref|NR_025813.1| Photobacterium 
n M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

4010790 4010737 51 104 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
bosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

4030488 4030435 51 104 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 

ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4047193 4047140 51 104 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
mal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

4104418 4104365 51 104 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
mal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

4179562 4179509 51 104 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
6S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4187181 4187128 51 104 gi|219846085|ref|NR_025675.1| Vibrio superstes 
ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 


onaceae; Vibrio. 
101 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
ce 121373 122854 Desulforhabdus amnigena 
Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
101 gi|265678890|ref|NR_029198.1| Moorella glycerini 


101 


Clostridia; 


101 


104 


partial se 
Gammaproteobacteria; 
101 gi| 265678645 


103 


ribosomal RNA, partial sequence 
Paenibacillaceae; 


ribosomal RNA, partial sequence 
Paenibacillaceae; 


101 gi| 265678582 

699985 70142 
Paenibacillus. 

101 gi| 265678581 

701473 70290 
Paenibacillus. 

101 gi| 265678514 

al sequenc 

Bacillales; Paenibacillac 

102 gi| 265678459 


101 


complete sequence 257219 25873 


Thermoanaerobacterales; Thermoa 


gi 


a strain JW 701/3 16S ribosomal RNA, c 
a Bacteria; 
oorella. 


Th 


gi 


complete 
Paeniba 


gi 


m strain DSM 15388 16S ribosomal RNA, 
Proteobacteria; 


ain CMS 530r 16S ribosomal RNA, partia 


Bacillales; Planoco 


gi 


in DSM 5305 16S ribosomal RNA, partial 


Planctomycetes; Planctomycetacia; 


strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; 


storis strain PCC 9511 16S ribosomal RNA, partia 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


gi 


naerobacte 
265678839 
omplete se 
ermoanaero 


265678804 
sequence 
cillaceae; 
265678708 


1 sequence 
ccaceae; P 
265678586 
sequence 


265678406 


1 Moorella glycerini Bacteria; 


raceae; Moorella group; Moorella. 
ref|NR_029144.1] Moorella 
quence 331642 333194 Moorella 
bacterales; Thermoanaerobacteraceae; 
ref|NR_029109.1| Paenibacillus 
375101 376646 Paenibacillus 
Paenibacillus. 
ref|NR_029013.1| Reinekea 
quence 514864 516365 Reinekea 
Reinekea. 
ref|NR_028950.1| Planomicrobium 
609006 610485 Planomicrobium 
lanomicrobium. 
ref|NR_028891.1] Planctomyces 
694091 695537 Planctomyces 
Planctomycetales; Planctomycetaceae; 
ref|NR_028887.1| Paenibacillus odorifer 


2 Paenibacillus odorifer Bacteria; 


ref|NR_028886.1 
9 Paenibacillus 


Paenibacillus graminis 
graminis Bacteria; 


ref|NR_028817.1| Paenibacillus 

e 796606 798156 Paenibacillus 
eae; Paenibacillus. 
ref|NR_028762.1] Prochlorococcus 
1 sequence 878614 880078 


ref Geobacillus 


NR_028708.1 


124140 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


124140 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


124140 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


124140 Bacteria_16S 


strain R-4069 16S 


1009050 1008955 6 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1081710 1081615 6 101 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1220801 1220749 50 102 


101 gi 


gi 


gi 


bacillales; Carnobacteriaceae; Allofus 
1229986 1229891 6 101 gi 
ribosomal RNA, partial sequence 


265678372 


1007814 10092 


265678322 


1080469 10819 


219878362 


6S ribosomal RNA, partial sequence 1219617 12211 


tis. 
219878280 


1228770 12302 


ref|NR_028674.1| Bacillus edaphicus 
65 Bacillus edaphicus Bacteria; 


ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


ref|NR_025501.1| Allofustis seminis 
16 Allofustis seminis Bacteria; 


ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

124140 Bacteria_16S 1248169 1248105 7 71 gi|219857449|ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

124140 Bacteria_16S 1635782 1635687 6 101 gi|219878453|ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

124140 Bacteria_16S 1690527 1690432 6 101 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

124140 Bacteria_16S 1768269 1768170 6 104 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

124140 Bacteria_16S 1801455 1801360 6 101 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

124140 Bacteria_16S 1809215 1809120 6 101 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

124140 Bacteria_16S 2048425 2048330 6 101 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

124140 Bacteria_16S 2095830 2095735 6 101 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 2115575 2115480 6 101 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

124140 Bacteria_16S 2124678 2124583 6 101 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 2126234 2126139 6 101 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 2256580 2256485 6 101 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

124140 Bacteria_16S 2432625 2432530 6 101 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

124140 Bacteria_16S 2444823 2444728 6 101 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

124140 Bacteria_16S 2449362 2449309 50 103 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

124140 Bacteria_16S 2508231 2508136 6 101 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

124140 Bacteria_16S 2622428 2622333 6 101 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

124140 Bacteria_16S 2634594 2634499 6 101 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

124140 Bacteria_16S 2870143 2870048 6 101 gi|219856878|ref|NR_024697.1| Bacillus 


weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 


2868896 2870426 Bacillus 


weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 


124140 Bacteria_16S 3536817 3536722 6 101 gi|219846552|ref|NR_026144.1 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 35370 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 3539944 3539849 6 101 gi|219846550|ref|NR_026142.1 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 35402 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 3601070 3601017 50 103 gi|219846506|ref|NR_026098.1 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 

Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 

124140 Bacteria_16S 3611703 3611608 6 101 gi|219846498|ref|NR_026090.1 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

124140 Bacteria_16S 3772700 3772606 6 100 gi| 219846383 |ref|NR_025974.1 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 377289 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
Geobacter. 

124140 Bacteria_16S 3931082 3930987 6 101 gi|219846274|ref|NR_025864.1 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 393132 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
124140 Bacteria_16S 4044204 4044109 6 101 gi|219846191|ref|NR_025781.1 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 404443 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
124140 Bacteria_16S 4083582 4083487 6 101 gi|219846164|ref|NR_025754.1 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 408382 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
124140 Bacteria_16S 4106019 4105924 6 101 gi| 219846149 |ref|NR_025739.1 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

124140 Bacteria_16S 4199281 4199186 6 101 gi|219846076|ref|NR_025666.1 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 419951 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
124140 Bacteria_16S 4222129 4222034 6 101 gi|219846060|ref|NR_025650.1 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 
Bacillales; Bacillaceae; Anaerobacillus. 

124140 Bacteria_16S 20800 20753 57 104 gi|265679050|ref|NR_029358.1 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
Burkholderia; Burkholderia cepacia complex. 

124140 Bacteria_16S 235379 235332 57 104 gi| 265678905 |ref|NR_029213.1 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
124140 Bacteria_16S 237015 236968 57 104 gi|265678904|ref|NR_029212.1 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
124140 Bacteria_16S 238597 238550 57 104 gi|265678903|ref|NR_029211.1 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
124140 Bacteria_16S 240144 240097 57 104 gi|265678902|ref|NR_029210.1 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia cepacia complex. 

124140 Bacteria_16S 241730 241683 57 104 gi|265678901|ref|NR_029209.1 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
complex. 

124140 Bacteria_16S 342131 342079 51 103 gi|265678830|ref|NR_029135.1 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrog 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
124140 Bacteria_16S 370394 370296 6 104 gi| 265678808 |ref|NR_029113.1 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 
Halomonas. 

124140 Bacteria_16S 391667 391620 57 104 gi|265678794|ref|NR_029099.1 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitin 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
124140 Bacteria_16S 468556 468509 57 104 gi| 265678739 |ref|NR_029044.1 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
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124140 Bacteria_16S 833098 833044 50 103 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
124140 Bacteria_16S 893412 893365 57 104 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
124140 Bacteria_16S 894947 894900 57 104 gi| 265678448 |ref|NR_028750.1| Pandoraea pulmonicola 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
124140 Bacteria_16S 896482 896435 57 104 gi| 265678447 |ref|NR_028749.1| Pandoraea apista 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 896802 Pandoraea apista Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 


124140 Bacteria_16S 998478 998426 51 103 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
124140 Bacteria_16S 1001510 1001458 51 103 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

124140 Bacteria_16S 1030298 1030246 51 103 gi|265678358|ref|NR_028660.1| Thiomicrospira 


thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
124140 Bacteria_16S 1213420 1213322 6 104 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
124140 Bacteria_16S 1266093 1266054 7 47 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
124140 Bacteria_16S 1283962 1283915 57 104 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

124140 Bacteria_16S 1373727 1373680 57 104 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

124140 Bacteria_16S 1387313 1387266 57 104 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 
strain STM815 16S ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

124140 Bacteria_16S 1388828 1388781 57 104 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

124140 Bacteria_16S 1390347 1390261 15 101 gi|228716586|ref|NR_027553.1| Bdellovibrio 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
Bdellovibrio. 
124140 Bacteria_16S 1473575 1473528 57 104 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 


124140 Bacteria_16S 1484381 1484283 6 104 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

124140 Bacteria_16S 1534079 1534032 57 104 gi|219857425|ref|NR_025013.1| Burkholderia 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 
124140 Bacteria_16S 1787854 1787756 6 104 gi|219878344|ref|NR_025483.1| Halorhodospira 
neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 1786631 1787986 Halorhodospira 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Halorhodospira. 
124140 Bacteria_16S 1860955 1860865 14 104 gi|219878294|ref|NR_025433.1| Alteromonas 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 
stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Alteromonas. 


124140 Bacteria_16S 1967421 1967378 58 101 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

124140 Bacteria_16S 2056127 2056029 6 104 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 


reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 2101880 2101790 14 104 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 
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124140 Bacteria_16S 45032 44935 7 104 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

124140 Bacteria_16S 64776 64730 57 103 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

124140 Bacteria_16S 157475 157429 57 103 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

124140 Bacteria_16S 290009 289963 57 103 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

124140 Bacteria_16S 340685 340588 6 103 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

124140 Bacteria_16S 345153 345056 6 103 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

124140 Bacteria_16S 368848 368782 6 72 gi| 265678809 |ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

124140 Bacteria_16S 404004 403938 6 72 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

124140 Bacteria_16S 410161 410095 6 72 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

124140 Bacteria_16S 411781 411684 6 103 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
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124140 Bacteria_16S 952278 952232 57 103 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

124140 Bacteria_16S 1003029 1002983 57 103 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

124140 Bacteria_16S 1036429 1036383 57 103 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

124140 Bacteria_16S 1037969 1037923 57 103 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

124140 Bacteria_16S 1080201 1080112 14 103 gi|265678323|ref|NR_028625.1| Acetobacter orientalis 
strain 21F-2 16S ribosomal RNA, partial sequence 1079018 1080418 Acetobacter orientalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

124140 Bacteria_16S 1093926 1093837 14 103 gi|265678314|ref|NR_028616.1| Acetobacter 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 1092739 1094192 Acetobacter 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

124140 Bacteria_16S 1095367 1095278 14 103 gi|265678313|ref|NR_028615.1| Acetobacter peroxydans 
strain NBRC 13755 16S ribosomal RNA, partial sequence 1094243 1095577 Acetobacter peroxydans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 
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124140 Bacteria_16S 1098338 1098272 6 72 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 1118102 1118005 6 103 gi|265678297|ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
124140 Bacteria_16S 1124216 1124119 6 103 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
124140 Bacteria_16S 1146774 1146728 57 103 gi|253680759|ref|NR_028007.1| Collimonas fungivorans 
strain Ter6 16S ribosomal RNA, partial sequence 1145612 1147064 Collimonas fungivorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 
124140 Bacteria_16S 1180089 1180043 57 103 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 
124140 Bacteria_16S 1193639 1193593 57 103 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
124140 Bacteria_16S 1198301 1198255 57 103 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
124140 Bacteria_16S 1267612 1267566 57 103 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 
124140 Bacteria_16S 1270778 1270712 6 72 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 
124140 Bacteria_16S 1308269 1308203 6 72 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 1309713 1309663 51 101 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
124140 Bacteria_16S 1311186 1311136 51 101 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
124140 Bacteria_16S 1338819 1338773 57 103 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 
124140 Bacteria_16S 1376824 1376778 57 103 gi|228717818|ref|NR_027567.1| Polaromonas 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
124140 Bacteria_16S 1424921 1424875 57 103 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
124140 Bacteria_16S 1426518 1426452 6 72 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 1428083 1428017 6 72 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 1438864 1438818 57 103 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
124140 Bacteria_16S 1457109 1457063 57 103 gi|224581416|ref|NR_027197.1| Achromobacter 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
124140 Bacteria_16S 1466101 1466055 57 103 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
124140 Bacteria_16S 1469111 1469065 57 103 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
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124140 Bacteria_16S 1844426 1844329 6 103 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

124140 Bacteria_16S 1857899 1857802 6 103 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

124140 Bacteria_16S 1879220 1879174 57 103 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
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124140 Bacteria_16S 2168505 2168439 6 72 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 2179093 2179047 57 103 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
124140 Bacteria_16S 2224469 22243757 101 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 
124140 Bacteria_16S 2230571 2230525 57 103 gi|219857579|ref|NR_025167.1| Laribacter 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
124140 Bacteria_16S 2247269 2247203 6 72 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 2248846 2248780 6 72 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 2258034 2257968 6 72 gi|219857561|ref|NR_025149.1] Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


124140 Bacteria_16S 2259595 2259498 6 103 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

124140 Bacteria_16S 2261157 2261091 6 72 gi|219857559|ref|NR_025147.1| Streptomyces 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 2265806 2265760 57 103 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 
124140 Bacteria_16S 2274988 2274942 57 103 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

124140 Bacteria_16S 2276522 2276476 57 103 gi|219857549|ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


124140 Bacteria_16S 2305146 2305100 57 103 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

124140 Bacteria_16S 2338375 2338309 6 72 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

124140 Bacteria_16S 2339924 2339858 6 72 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

124140 Bacteria_16S 2350448 2350398 51 101 gi|219857494|ref|NR_025082.1| Hyphomicrobium 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

124140 Bacteria_16S 2400571 2400521 51 101 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
124140 Bacteria_16S 2417610 2417513 6 103 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
124140 Bacteria_16S 2437132 2437086 57 103 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


124140 Bacteria_16S 2498998 2498952 57 103 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

124140 Bacteria_16S 2500535 2500489 57 103 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Streptomyces peucetius 


peucetius Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Clostridium 
8 Clostridium 
stridium. 

Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Curvibacter 
8 Curvibacter 


124140 Bacteria_16S 2868519 2868473 57 103 gi 
huttiense strain ATCC 14670 16S ribosomal RNA, partial 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; 
Herbaspirillum. 
124140 Bacteria_16S 


219856879 
sequence 
B 


2962917 2962820 6 103 
strain 176 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
124140 Bacteria_16S 2978182 2978116 6 72 gi 
macrosporus strain A1201 16S ribosomal RNA, partial seq 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

124140 Bacteria_16S 2979714 2979648 6 72 gi 
thermolineatus strain A1484 16S ribosomal RNA, partial 
thermolineatus Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; Streptomyces. 

124140 Bacteria_16S 2981248 2981182 6 72 gi 
thermovulgaris strain R10 16S ribosomal RNA, partial se 
thermovulgaris Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 3014676 3014630 57 103 gi| 219846914 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 30150 
Proteobacteria; Betaproteobacteria; Burkholderiales; Coma! 
124140 Bacteria_16S 3042019 3041922 6 103 gi|219846895 
strain 1144-97 16S ribosomal RNA, partial sequence 3040796 30422 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
124140 Bacteria_16S 3055712 3055666 57 103 gi 
dicarboxylicus strain CreMall 16S ribosomal RNA, partia 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobact 
Propionivibrio. 
124140 Bacteria_16S 


gi|219856815 
occus. 
219846938 
uence 


219846937 
sequence 
ae 


, 


219846936 
quence 
ae 


v 


219846885 
1 
eria; 
3060262 3060216 57 103 gi|219846882 
strain AX39 16S ribosomal RNA, partial sequence 3059104 30605 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
124140 Bacteria_16S 3061803 3061757 57 103 gi| 219846881 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; 

124140 Bacteria_16S 3070744 3070647 6 103 gi| 219846875 
strain m1134/97/1 16S ribosomal RNA, partial sequence 30695 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 
124140 Bacteria_16S 3075101 3075055 57 103 gi 
limneticum strain cda-1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; 
124140 Bacteria_16S 3091804 3091707 6 103 gi|219846861 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 30919 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 
124140 Bacteria_16S 3105305 3105239 6 72 gi| 219846852 
strain ATCC 25470 16S ribosomal RNA, partial sequence 31040 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
124140 Bacteria_16S 3114226 3114180 57 103 gi 
strain DSM 12081 16S ribosomal RNA, complete sequence 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
124140 Bacteria_16S 3124865 3124815 51 101 gi 
denitrificans strain DSM 1869 16S ribosomal RNA, partia 
denitrificans Bacteria; Proteobacteria; Alphaproteobact 
Hyphomicrobium. 
124140 Bacteria_16S 3127823 3127773 51 
zavarzinii strain ZV-622 16S ribosomal RNA, partial seq 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteri 
124140 Bacteria_16S 3129311 3129261 51 101 gi 
hollandicum strain IFAM KB-677 16S ribosomal RNA, parti 
hollandicum Bacteria; Proteobacteria; Alphaproteobacter 
Hyphomicrobium. 
124140 Bacteria_16S 3156598 3156532 6 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial 

kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; 

124140 Bacteria_16S 3180813 3180716 6 103 gi 
strain ATCC 700628 16S ribosomal RNA, partial sequence 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

124140 Bacteria_16S 3221812 3221766 57 103 gi 
lividum strain DSM 1522 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
124140 Bacteria_16S 3223331 3223285 57 103 gi| 219846772 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 


Ss. 
219846872 
ence 30739 


pt 
219846846 
31130 
oc 
219846839 
1 sequence 
eria; Rhiz 
101 gi| 219846837 
uence 

a; Rhizobi 
219846836 
al sequenc 
ia; Rhizob 


, 


219846818 
sequence 
Clostridia 
219846801 
31795 


72 gi 


219846773 
ence 32206 


urkholde 


2961676 29631 


Actinomyc 


Actino: 


Actino: 


monadace 


sequence 


Rhod 


yclaceae 


Rho 


Rhod 


omycinea 


yclaceae 


Ox 


ref |NR_024698.1 
2867356 286884 
riales; Oxalobac 


ref|NR_024634.1 
71 Streptococcus 


ref |NR_026530.1 
2976976 297845 
etales; 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


ref|NR_026528.1 
2980041 298152 
mycetales; Strep 
ref|NR_026506.1 


Acidovorax. 
NR_026487.1 


ae; 
ref 


ref |NR_026477.1 
3054533 305602 
ocyclales; Rhodo 


ref |NR_026474.1 


; Thauera. 
ref|NR_026473.1 

3060645 306213 
docyclales; Rhod 
ref|NR_026467.1 
11 3070973 Vagoco 


ref |NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref |NR_026453.1 
90 Ignavigranum 


ref|NR_026444.1 
98 3105578 Strept 
e; Streptomyceta 
ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026431.1 

3123738 312518 
obiales; Hyphomi 


ref|NR_0264 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomic 


29.1 


ref|NR_026410.1 
155325 315690 
les; Peptococcac 
ref |NR_026393.1 


83 3181087 Fackla 


Ww 


ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Streptococcus porcinus 
porcinus Bacteria; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 


tomycineae; 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Vagococcus lutrae 
ccus lutrae Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 
Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Azoarcus anaerobius 

us anaerobius Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Facklamia hominis 
mia hominis Bacteria; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 


ref|NR_026364.1 
3222170 322363 


Janthinobacterium 
8 Janthinobacterium 


agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Janthinobacterium. 


124140 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


124140 Bacteria_16S 


australicum strai 
australicum Bacte 


124140 Bacteria_16S 


strain DSM 6035 
Firmicutes; Lacto 
124140 Bacteria_ 
strain DSM 4864 
Firmicutes; Lacto 
124140 Bacteria 
strain LMG 2207 
Proteobacteria; 
124140 Bacteria 
strain DSM 9537 
Fusobacteria; Fus 


B 


124140 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


124140 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 


Streptomycetaceae; 
124140 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


124140 Bacteria_16S 


strain DSM 40089 
Actinobacteria; A 


124140 Bacteria_16S 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


124140 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


124140 Bacteria_16S 


homopropionicum s 
homopropionicum B 


124140 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


124140 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


124140 Bacteria_16S 


strain DSM 3503 1 
Proteobacteria; A 


124140 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


124140 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


124140 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


16S 


16S 


16S 


3237029 3236963 6 72 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3264064 3264014 51 101 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3305296 3305199 6 103 gi 


et 
e; 


, 


al 
ia 


bacillales; Lactobacillaceae; Lactobacil 


3306836 3306739 6 103 gi 


, 


219846763 
e sequen 
Actinomycet 


219846745 
sequenc 
Rhizob 
219846718 
6S ribosomal RNA, partial sequence 3304055 33055 
lus. 

219846717 


6S ribosomal RNA, partial sequence 3305595 33071 


bacillales; Lactobacillaceae; Lactobacil 


3350692 3350646 57 103 gi 
etaproteobacteria; Burkholderiales; Burk 
3391864 3391814 50 100 gi 
obacteriales; Fusobacteriaceae; Propioni 
3419070 3418981 14 103 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


qu 


, 


3448660 3448594 6 72 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3450227 3450161 6 72 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


s 
Ac 


v 


al 


3485206 3485140 6 72 


gi 
ctinobacteridae; Actinomycetales; Stre 
3486773 3486707 6 72 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3491402 3491336 6 72 gi 
DSM 40221 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

; Streptomyces. 

3530720 3530654 6 72 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3556907 3556861 57 103 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3570495 3570406 14 103 gi 

DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 
3575041 3574952 14 


pt 
s 


’ 


se 
Ac 


ia 
ri 


Oc 


eq 
ri 


103 gi 


lphaproteobacteria; Rhodospirillales; Ac 
3591852 3591763 14 103 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


s 
ri 


3594908 3594819 14 103 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3638758 3638692 6 72 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
; Streptomyces. 


1 
di 


s 
id 


124140 Bacteria_16S 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


es; 


a; 


ae; 


3640310 3640244 6 72 


gi 


Streptomyces. 


v 


lus. 
219846684 
6S ribosomal RNA, partial sequence 3349528 33510 
holderia 
219846651 
6S ribosomal RNA, partial sequence 3390715 33921 
genium. 
219846632 
ence 
Rhodospi 


219846611 
equence 


tinomyce 


219846610 


34490 


Stre 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
omycinea 
219846585 
equence 
Actinomyc 


219846582 
quence 
tinomyce 


219846556 
1 sequen 
diales; 
219846538 
3555718 35572 
yclaceae 
219846529 
uence 
llales; 


219846526 
6S ribosomal RNA, partial sequence 3573863 35753 
etobacte 
219846515 
equence 


Rhodo 


219846512 
sequence 
ales; 
219846480 
equence 


EL 


Acti 


219846479 


ref|NR_026355.1 
ce 3235806 323732 
ales; Strept 


ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026276.1 


; Paucimonas 
NR_026243.1 


ceae 
ref 


ref |NR_026224.1 
3417892 341936 
rillales; Acetob 


ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


ref|NR_026174.1 
3490176 349169 
tales; Streptomy 


ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref |NR_026130.1 
+ Zoogloea. 
ref|NR_026121.1 
3569313 357079 
Acetobacteraceae 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026107.1 

3590670 359214 
spirillales; Ace 


ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
NR_026072.1 
3637554 363905 
nomycetales; Str 


ref 


Streptomyces 
0 Streptomyces 
omycineae; 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 

ycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Clostridium 
6 Clostridium 
Clostridium. 
Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


’ 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acetobacter 
8 Acetobacter 
tobacteraceae; 


Clostridium 
3 Clostridium 
ostridium. 

Streptomyces 
3 Streptomyces 
eptomycineae; 


NR_026071.1 
363910 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


124140 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; B 


124140 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


124140 Bacteria_16S 


parapertussis str 
parapertussis Bac 


124140 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


124140 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


124140 Bacteria_16S 


strain Td-21 16S 


Proteobacteria; B 


124140 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


124140 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


124140 Bacteria_16S 


UB-38 16S ribosom 
Betaproteobacteri 


124140 Bacteria_16S 


strain ATCC 19812 
Actinobacteria; A 


124140 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


124140 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


124140 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


124140 Bacteria_16S 
16S ribosomal RNA, partial sequence 3972687 39741 
etaproteobacteria; Burkholderiales; Ox 
124140 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


maritimus strain 
Bacteria; Proteob 


124140 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


124140 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


succinatimandens 
succinatimandens 
Petrobacter. 


124140 Bacteria_16S 


strain CPJVR-H 16 
lampyridicola str 
lampyridicola Bac 


chrysopicola stra 
chrysopicola Bact 


TF-17 16S ribosomal RNA, partial seque 


teria; 
124140 Bacteria_16S 
rain BOR-Y 16S ribosomal RNA, partial 
cteria; 


ibosoma 
bacilla 
124140 Bacteria_16S 


Bacteri 


S ribos 
Actinobacteria; Actinoba 
124140 Bacteria_16S 
ain PUP 
teria; 
124140 Bacteria_16S 

in DF-1 
eria; 


3771137 3771091 57 103 
ibosomal RNA, partial sequence 


gi|2 


etaproteobacteria; Burkholderiales; Co: 
3805848 3805802 57 103 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3807362 3807316 57 103 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3830391 3830325 6 72 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
3855947 3855901 57 103 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3875765 3875719 57 103 gi 


e; 


Oc 


etaproteobacteria; Neisseriales; Neiss 
3888223 3888177 57 103 gi 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteri 
3891297 3891251 57 103 gi 
al RNA, partial sequence 
a; Neisseriales; Neisseriaceae; Kingel 
3920020 3919954 6 72 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Stre 
3921601 3921535 6 72 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


a; 


la 


pt 


al 


3923182 3923116 6 72 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3965005 3964959 57 


te 


’ 


103 gi 


al 


4057637 4057548 15 104 


gi 
nc 
acteria; Gammaproteobacteria; Alteromona 
4060633 4060587 57 103 gi 
ain YIM 31327 16S ribosomal RNA, parti 
Proteobacteria; Betaproteobacte 


4072769 4072703 6 72 gi 


al 
ri 


se 


Firmicutes; Clostridia; Clostrid 


4118106 4118009 6 103 
1 RNA, partial sequence 
les; Streptococcaceae; Streptoc 
4122713 4122667 57 103 gi 
strain 4BON 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteoba 


gi 
oc 


s 
ct 


4127287 4127221 6 72 

omal RNA, partial sequence 
cteridae; Actinomycetales; Stre 
4147358 4147292 6 72 gi 
-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Entomo 
4158168 4158102 6 72 gi 
16S ribosomal RNA, partial seq 
Tenericutes; Mollicutes; Entomop 


gi 
pt 


eq 
pl 


ue 
la 


124140 Bacteria_1 


3769978 37714 


ma 
219846359 
ue 
ri 
219846358 
s 
er 


219846325 
3854781 38562 


219846301 
3890099 3891585 Kinge 


219846281 


219846280 


219846279 


Actinomyc 


219846249 


ribosomal RNA, partial sequence 3963836 39652 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
3973847 3973801 57 103 gi| 219846243 


219846182 


219846180 


219846171 


219846139 
4116858 41 


219846135 


219846132 
4126077 41 


219846116 


219846109 


19846384 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
3795259 3795213 57 103 gi| 219846367 |ref|NR_025958.1 
ibosomal RNA, partial sequence 3794096 3795549 Polaromonas v 


monadace 


nce 


a; Burkh 


equence 


ia; 


Helioba 


iaceae; 


rtial se 
Neisser 


39187 
omycinea 


39203 


es; Stre 


sequenc 


obactera 


e 40 
dales 


564 
A 


’ 


sequ 
a; Bu 


enc 
rkh 


quence 


iales; 


Cc 


183 
cus. 


equen 
eria; 


ce 
Rh 


275 
omycinea 
uence 


asmatale 


nce 
smatales 


6S 4176500 4176454 57 103 gi 


219846096 


Burk 
219846342 
3829173 38306 


odoc 


e; 


ref|NR_025975.1 


ium 


cter . 
NR_025915.1 


ref 


e- NZ, 
ref 


oarcus. 
NR_025902.1 


seria. 
NR_025894.1 
ce 38870 
s; Neisseri 
NR_025891.1 
oralis Bact 


Neis 
ref 
quen 
iale 
ref 
lla 


ref|NR_025871.1 
87 3920316 Strep 
e; Streptomycet 
ref|NR_025870.1 
67 3921897 Strep 
ptomycineae; St 


ref|NR_025869.1 
e 3921948 392347 
etales; 


ref|NR_025839.1 


; Rh 
ref 


odocyclus. 
NR_025833.1 
ceae; Duganella. 
ref|NR_025772.1 
29 4057918 Microb 
1lteromonadaceae; 
ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025761.1 

4071551 407304 
lostridiales Fa 


ref|NR_025729.1 
54 Streptococcus 


NR_025725.1 
121524 412305 
yclales; Rho 


ref 
4 


ref|NR_025722.1 
64 Streptomyces 
Streptomyceta 
ref|NR_025706.1 

4146134 414764 
s; Spiroplasmata 
ref|NR_025699.1 

4156944 415845 
; Spiroplasmatac 


2 
a 


3 
c 


2 
a 


e 
t 
a 


ie 
r 


mily XI. 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Polaromonas vacuolata 
acuolata Bacteria; 
ae; Polaromonas. 
ref|NR_025950.1 
3804660 38061 
olderiales; Alc 
ref|NR_025949.1 
3806174 38076 
holderiales; Al 
ref |NR_025932.1 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 

aligenaceae; Bordetella. 
Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 
yclaceae; 
219846312 
6S ribosomal RNA, partial sequence 3874615 38761 
er 
219846304 
pa 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Kingella oralis strain 
ria; Proteobacteria; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Duganella 

7 Duganella 
obacteraceae; 
Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Duganella. 


Streptococcus minor 
minor Bacteria; 


Petrobacter 
2 Petrobacter 


docyclaceae; 


Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 


ref|NR_025686.1 


Achromobacter spanius 


strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


124140 Bacteria_16S 
insolitus strain 


4177985 4177939 57 


124140 Bacteria_16S 4194827 4194781 57 


strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 


124140 Bacteria_16S 4205301 4205235 6 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 4243154 4243057 6 


marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


marimammalium Bacteria; Firmicutes; 
124140 Bacteria_16S 26962 


26897 7 


103 


103 


72 


103 


72 


strain 653 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 


124140 Bacteria_16S 31552 31499 50 


strain SS 1019 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 


124140 Bacteria_16S 48016 47963 51 


borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


Bacteria; 


124140 Bacteria_16S 52703 52650 50 


103 


gi 


LMG 6003 16S ribosomal RNA, partial sequence 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; 


gi 


gi 


gi 


Streptococca 


gi 


25762 
Clostridiaceae; 


gi 


30363 


Facklamia. 


104 


103 


strain AS2 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; 
124140 Bacteria_16S 55741 


55688 50 


strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


124140 Bacteria_16S 61811 61758 51 


Enterococcaceae; 


103 


104 


strain Y6 16S ribosomal RNA, partial sequence 


124140 Bacteria_16S 198597 198532 7 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 
Clostridiales; Cl 


chartatabidum Bacteria; Firmicutes; 
124140 Bacteria_16S 211121 211056 7 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 
Clostridiales; 


beijerinckii Bacteria; 
124140 Bacteria_16S 


Firmicutes; 
214218 214165 51 


Clostridia; 


Clostridia; 


72 


72 


104 


strain 40 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
124140 Bacteria_16S 
strain DSM 20475 
Firmicutes; Clostridia; 
124140 Bacteria_16S 


224910 224845 7 


Clostridiales; 
303705 303652 50 


72 


103 


strain B-3 16S ribosomal RNA, partial sequence 


124140 Bacteria_16S 474793 474740 50 


103 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


51487 
Enterococcus. 


gi 


gi 


60630 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


gi 


gi 


gi 


213019 21448 
Oceanospirillales; 


gi 


16S ribosomal RNA, partial sequence 223682 22507 
Peptococcaceae; 


gi 


302503 30397 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


gi 


phoeniculicola strain JLB-1 16S ribosomal RNA, partial 


phoeniculicola Bacteria; Firmicutes; Lactobacillales; E 


124140 Bacteria_16S 488568 488515 51 


ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 


Bacteria; 


124140 Bacteria_16S 493208 493155 51 


104 


104 


strain R65 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
124140 Bacteria_16S 546642 546589 51 
strain CIP 105566 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
124140 Bacteria_16S 
oleivorans strain 
Bacteria; 
124140 Bacteria_16S 
rhizophila strain 
Bacteria; Proteobacteria; 
124140 Bacteria_16S 663312 663259 51 
strain 279-56 16S 


578607 578510 7 


639156 639103 51 


cloacae complex. 
124140 Bacteria_16S 
strain DSM 30039 


690645 690592 51 


Alteromonadales; 


104 


104 


104 


104 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


104 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


492024 49353 
Alteromonad 


gi 


partial sequence 
Enterobacteriales; 


gi 


MIL-1 16S ribosomal RNA, partial sequence 57740 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


e-pl0 16S ribosomal RNA, partial sequence 63798 


Gammaproteobacteria; Xanthomonadales; X 


gi 


662137 66364 


gi 


16S ribosomal RNA, partial sequence 689459 69096 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


124140 Bacteria_16S 692197 692144 51 
warmboldiae strain NSW 326 


104 


gi 


219846095 

Burkholde 
219846079 
219846072 


Actinomyc 


219846040 


265679046 
27159 
Clostridiu 
265679043 
31864 


265679032 
46828 


265679029 
53037 


265679027 
56028 


265679023 
62129 


265678931 


265678922 


Clo 
265678920 


Marinomon 
265678913 


Peptococcu 


265678858 


265678735 
sequence 
nterococca 
265678726 
48737 


265678723 
265678688 
54547 


Enterobac 
265678667 


265678625 


265678607 
Enterobac 


265678589 


ceae; 


teriaceae; 


teriaceae; 


Enterobacteriaceae; 


ref|NR_025685.1] Achromobacter 
4176834 4178306 Achromobacter 
riales; Alcaligenaceae; Achromobacter. 
ref|NR_025669.1| Kerstersia gyiorum 
85 Kerstersia gyiorum Bacteria; 
ae; Kerstersia. 
ref|NR_025662.1| Streptomyces 
4204078 4205565 Streptomyces 
etales; Streptomycineae; 


ref|NR_025630.1] Streptococcus 
4241925 4243424 Streptococcus 

ceae; Streptococcus. 

ref|NR_029354.1| Clostridium roseum 
Clostridium roseum Bacteria; 

m. 

ref|NR_029351.1| Facklamia sourekii 
Facklamia sourekii Bacteria; 


NR_029340.1| Alcanivorax 
48321 Alcanivorax borkumensis 
Alcanivoracaceae; Alcanivorax. 
ref |NR_029337.1| Enterococcus asini 
Enterococcus asini Bacteria; 


ref |NR_029335.1| Holdemania filiformis 
Holdemania filiformis Bacteria; 
eae; Holdemania. 
ref |NR_029331.1| Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 
aceae; Xanthomonas. 
ref |NR_029239.1| Clostridium 
197405 198934 Clostridium 
ostridiaceae; Clostridium. 
ref |NR_029230.1| Clostridium 
209908 211410 Clostridium 


stridiaceae; Clostridium. 
ref|NR_029228.1| Marinomonas vaga 

4 Marinomonas vaga Bacteria; 

as. 

ref|NR_029221.1| Peptococcus niger 

4 Peptococcus niger Bacteria; 

Ss. 

ref|NR_029164.1| Clostridium innocuum 


7 Clostridium innocuum Bacteria; 

eae. 

ref|NR_029040.1] Enterococcus 
473588 475066 Enterococcus 

Enterococcus. 

ref|NR_029031.1| Marinomonas 

1 488866 Marinomonas ushuaiensis 

Marinomonas. 

ref|NR_029028.1| Marinobacter sediminum 

5 Marinobacter sediminum Bacteria; 

aceae; Marinobacter. 

ref|NR_028993.1| Enterobacter kobei 

5 546925 Enterobacter kobei Bacteria; 

Enterobacter. 

ref|NR_028972.1| Thalassolituus 

5 578770 Thalassolituus oleivorans 

Thalassolituus. 

ref|NR_028930.1| Stenotrophomonas 

2 639478 Stenotrophomonas rhizophila 

anthomonadaceae; Stenotrophomonas. 

ref|NR_028912.1] Enterobacter cloacae 

7 Enterobacter cloacae Bacteria; 

Enterobacter; Enterobacter 


ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
Citrobacter. 


265678588 


16S ribosomal RNA, partial sequence 


ref|NR_028893.1| Buttiauxella 
691014 692520 Buttiauxella 


warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


124140 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; Gammaproteobacteria; Al 
124140 Bacteria_16S 


strain Pull 5.3 1 


Proteobacteria; Gammaproteobacteria; Al 
124140 Bacteria_16S 


strain 12993 16S 


764017 763964 51 104 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
teromonadales; Alteromonadaceae; Marinobacter. 
791737 791688 51 100 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
6S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
teromonadales; Psychromonadaceae; Psychromonas. 
819218 819165 51 104 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 
820723 820670 51 104 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 


124140 Bacteria_16S 


strain 256 16S ri 


haemoperoxidus st 
haemoperoxidus Ba 


124140 Bacteria_16S 


strain CFBP 4188 
Proteobacteria; 


strain E6844 16S 
Firmicutes; Lacto 


124140 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


124140 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


124140 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


124140 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


124140 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


124140 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


124140 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


124140 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


124140 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


124140 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


124140 Bacteria_16S 


bosomal RNA, partial sequence 


831546 831493 50 103 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
867928 867875 51 104 gi 


898071 898018 50 103 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
963093 963040 50 103 


gi 


gi 


n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
967728 967675 51 104 gi 


osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
987536 987483 51 104 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
989116 989063 51 104 gi 
bosomal RNA, partial sequence 


ammaproteobacteria; Enterobacteriales; 
990696 990643 51 104 gi 
ibosomal RNA, partial sequence 


ammaproteobacteria; Enterobacteriales; 
992267 992214 51 104 gi 
6S ribosomal RNA, part 
ammaproteobacteria; Enterobacteriales; 
1004506 1004453 51 104 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1065437 1065384 51 104 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1119505 1119452 51 104 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1121112 1121047 7 72 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


1175586 1175533 51 104 gi 


819558 82101 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
124140 Bacteria_16S 


16S ribosomal RNA, partial sequence 866725 86827 
Gammaproteobacteria; Xanthomonadales; X 
124140 Bacteria_16S 


987916 98944 


989496 99101 


ial sequence 991068 99256 


1118333 11198 


0 

Enterobac 

265678492 
quence 


265678467 
6 


265678386 
98633 

cteriales; 

265678385 


6 


5 
Enterobac 
265678384 
7 
Enterobac 
265678383 
3 
Enterobac 
265678375 
10033 
Enterobac 
265678334 
sequence 
ria; 
228716249 


cteriales; 

228716127 
11198 

xococcales; 


228718578 


teri 
ref 


nterococcaceae; 
ref 


Halomonadaceae; 
ref 


Ent 
ref 


teri 
ref 


teri 
ref 


teri 
ref 
52 1004810 Kluyve 
teri 
ref 


Oceanospi 
ref 
05 Escherichia fergusonii ATCC 35469 
Enterobacteriac 
ref 
56 1121404 Anaeromyxobacter dehalogenans 
Cy 


ref 


Kluyvera intermedia Bacteria; 
aceae; Kluyvera. 

NR_028795.1| Enterococcus 

830324 831835 Enterococcus 
Enterococcus. 

NR_028770.1| Xanthomonas cynarae 
Xanthomonas cynarae Bacteria; 


anthomonadaceae; Xanthomonas. 

265678446 |ref|NR_028748.1| Enterococcus avium 
896853 898376 Enterococcus avium Bacteria; 

cus. 

265678403 |ref|NR_028705.1| Enterococcus 

uence 961894 963406 Enterococcus 

rococcaceae; Enterococcus. 

265678400|ref|NR_028702.1| Halomonas campisalis 
966531 967930 Halomonas campisalis Bacteria; 


Halomonas. 
NR_028688.1 
987865 Citrob 


Citrobacter murliniae 
acter murliniae 
erobacteriaceae; Citrobacter. 
NR_028687.1| Citrobacter braakii 
Citrobacter braakii Bacteria; 
aceae; Citrobacter. 

NR_028686.1| Citrobacter sedlakii 
Citrobacter sedlakii Bacteria; 
aceae; Citrobacter. 

NR_028685.1| Citrobacter rodentium 
Citrobacter rodentium Bacteria; 
aceae; Citrobacter. 

NR_028677.1| Kluyvera ascorbata 

ra ascorbata Bacteria; 
aceae; Kluyvera. 

NR_028636.1| Marinomonas 

1064282 1065700 Marinomonas 

rillales; Marinomonas. 

NR_027549.1| Escherichia fergusonii 


eae; Escherichia. 


NR_027547.1| Anaeromyxobacter 


stobacterineae; Myxococcaceae; 


NR_027574.1| Kangiella koreensis 


DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

124140 Bacteria_16S 1261601 1261536 7 72 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

124140 Bacteria_16S 1288708 1288619 14 103 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

124140 Bacteria_16S 1293089 1293036 51 104 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

124140 Bacteria_16S 1299127 1299062 7 72 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
124140 Bacteria_16S 1312725 1312672 51 104 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 


pv. 


juglandis strain LMG 747 16S ribosomal RNA, partial sequence 


1311542 1313043 Xanthomonas arboricola 


pv. 
Xanthomonas. 


124140 Bacteria_16S 
dysgalactiae subs 


Bacteria; 


Lysobacter. 


124140 Bacteria_16S 
strain M2000/95/1 


Bacteria; 


Bacteria; 


Firmicutes; 


Proteobacteria; 
124140 Bacteria_16S 
bryozoorum strain 
Proteob 
124140 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
124140 Bacteria_16S 
ATCC 49176 strain 
ATCC 49176 Bacteria; 
124140 Bacteria_16S 
strain LMG 21727 


1323635 1323539 6 


Streptococcus. 


Proteobacteria; 


1509933 1509837 6 
paracasei strain R094 
paracasei Bacteria; 
1511512 1511416 6 


Firmicutes; 


Enterococc 


strain Albert 19982 16S ribosomal RNA, 


Proteobacteria; 
124140 Bacteria_16S 
strain 888-76 16S 
Proteobacteria; 
124140 Bacteria_16S 


Gammaproteobacteria; En 
1672354 1672301 51 


ribosomal RNA, partia 


Gammaproteobacteria; En 
1701333 1701280 51 


strain KMM 241 16S ribosomal RNA, parti 


Proteobacteria; 
124140 Bacteria_16S 


Gammaproteobacteria; Al 


1707450 1707385 7 


strain SH1 16S ribosomal RNA, partial s 


Firmicutes; 


Clostridia; 
124140 Bacteria_16S 


Clostridiales; 
1854946 1854850 6 


sulfidifaciens strain CCUG 44365 16S ri 


sulfidifaciens Bacteria; 
124140 Bacteria_16S 
strain ME102 16S 
Proteobacteria; 

124140 Bacteria_16S 
strain LMG 21857 
Proteobacteria; 

124140 Bacteria_16S 


Firmicutes; La 


ribosomal RNA, partial 


Gammaproteobacteria; Oc 
1870079 1870026 51 
16S ribosomal RNA, partial sequence 1868909 18703 
Gammaproteobacteria; Al 


1938559 1938494 7 


paucivorans strain CF 62 16S ribosomal 


paucivorans Bacte 
Brevibacteriaceae; 
124140 Bacteria_16S 
strain 81H-380. 
Proteobacteria; 
124140 Bacteria_16S 
strain $3/2-161 1 
Proteobacteria; 
124140 Bacteria_16S 
strain $1/1-984 1 
Proteobacteria; 
124140 Bacteria_16S 


Ey 
Gammaproteobacteria; En 
2005882 2005829 51 


Brevibacterium. 


6S ribosomal RNA, part 


6S ribosomal RNA, part 


Gammaproteobacteria; En 
2007428 2007375 51 


6S ribosomal RNA, part 


Gammaproteobacteria; En 
2008972 2008919 51 


ferragutiae strain DSM 9390 16S ribosom 


ferragutiae Bacteria; 
Buttiauxella. 
124140 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
124140 Bacteria_16S 
strain 534-30 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


p- dysgalactiae strain ATCC 43078 16S 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 
Streptococcaceae; 
124140 Bacteria_16S 
turnerae strain T 


1378335 1378282 51 
7902 16S ribosomal RNA, partial sequence 
Proteobacteria; 
Teredinibacter. 
124140 Bacteria_16S 
antibioticus stra 
antibioticus Bacteria; 


1429620 1429567 51 
in USAM 3C 16S ribosomal RNA, partial 


1443510 1443457 51 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
1463050 1462997 51 


acteria; Gammaproteobacteria; Alteromo 


Firmicutes; 
GIFU 12707 16S ribosomal RNA, 
1588479 1588426 50 
16S ribosomal RNA, partial sequence 1587284 15887 


Lactobacillales; 


124140 Bacteria_16S 1667749 1667696 51 


1862460 1862407 51 


ria; Actinobacteria; Actinobacteridae; 


2002805 2002752 51 


102 gi 


104 gi 


104 gi 


Gammaproteobacteria; 


102 gi 


complete 
103 gi 
Enterococcus. 
104 gi 
partial sequence 


aceae; 


16 


terobacteriales; Enterobacteri 
104 gi|219878427|ref 
1 sequence 1671187 16 


terobacteriales; Enterobacteriaceae; Enter 

104 gi| 219878407 |ref|NR_025546.1 
al sequence 170015317 
teromonadales; Alteromonadaceae; Glaciecol 

72 gi| 219878403 |ref|NR_025542.1 
equence 1706248 17 
Clostridiaceae; Clostridium. 

102 gi|219878298|ref|NR_025437.1 
bosomal RNA, partial sequence 185372 
ctobacillales; Aerococcaceae; Globicatella 

104 gi| 219878293 |ref|NR_025432.1 

sequence 1861284 18 


eanospirillales; Oleiphilaceae 


104 gi| 219878288 |ref|NR_025427.1 
teromonadales; Alteromonadaceae; Glaciecol 
72 gi|219878236|ref|NR_025375.1 
RNA, partial sequence 1937348 193875 
Actinomycetales; Micrococ 
104 gi|219878194|ref|NR_025333.1 
ial sequence 2001636 20 
terobacteriales; Enterobacteriaceae; Lemin 
104 gi| 219878192 |ref|NR_025331.1 
ial sequence 2004699 2006196 Buttiauxella 
terobacteriales; Enterobacteriaceae; Butti 
104 gi| 219878191 |ref|NR_025330.1 


ial sequence 2006247 20 
terobacteriales; Entero 
104 gi 
al RNA, partial 
ammaproteobacteria; 


sequenc 
Ent 


6S ribosomal RNA, part 


Gammaproteobacteria; En 
2012119 2012031 16 


2010531 2010478 51 


104 gi 
ial sequence 2009346 20 
terobacteriales; Entero 
104 gi 


228715345 
ribosomal 


228717562 
13771 
Gammaproteobacteria; Alteromonadales; 


224581439 
sequence 


Lactobacillales; 
219846273 
sequence 
Lactobacillales; Aerococcaceae; 
219878486 


219878430 


219878190 
e 2007792 200929 


219878189 


219878188 
2010901 2012404 Planctomyces maris Bacteria; 


ref 
RNA, 


ref 


ref 


Lac 
ref 


ref 


ref 


66570 1668063 Escher 


72548 Enterobacter 


1428427 142992 
Xanthomonadales; 


1510256 151166 
Abiotrophia. 


92 Enterococcus 


NR_027517.1 


NR_027564.1 


NR_027221.1 


NR_025863.1 


NR_025625.1 


NR_025569.1 


aceae; Esche 
NR_025566.1 


partial sequence 


tobacillaceae; 


juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Streptococcus 
1322385 1323890 


Teredinibacter 


67 1378635 Teredinibacter turnerae T7901 
Alteromonadales genera incertae sedis; 


Lysobacter 
1 Lysobacter 


Xanthomonadaceae; 


104 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
1442329 1443825 Actinobacillus scotiae 
Pasteurellales; Pasteurellaceae; Actinobacillus. 
104 gi|224581411|ref|NR_027192.1| Marinobacter 
50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
nadales; Alteromonadaceae; Marinobacter. 
102 gi|219846290|ref|NR_025880.1| Lactobacillus 
16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 


Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Enterococcus italicus 


italicus Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Glaciecola mesophila 


01651 Glaciecola mesophila Bacteria; 


a. 
Clostridium diolis 


07730 Clostridium diolis Bacteria; 


Globicatella 
6 1855215 Globicatella 


Oleiphilus messinensis 


62720 Oleiphilus messinensis Bacteria; 


bacteri 
ref 


erobact 


ref 


bacteri 


07741 Buttiauxella 


10850 Buttiauxella 


; Oleiphilus 


aceae; Butti 
NR_025329.1 


eriales; Ent 


NR_025328.1 


aceae; Butti 


ref 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Brevibacterium 
9 Brevibacterium 
cineae; 


Leminorella grimontii 


03117 Leminorella grimontii Bacteria; 


orella. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 


NR_025327.1 


Planctomyces maris 


Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 


124140 Bacteria_16S 


2040553 2040500 50 103 gi| 219878168 


paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 


paucivorans Bacteria; 
124140 Bacteria_16S 


Firmicutes; Lactobacillales; Aerococcace 


2042111 2042058 51 104 gi| 219878167 
nce 2040918 2042439 Pseudoxanthomonas 


broegbernensis strain B1616/1 16S ribosomal RNA, partial seque 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudoxanthomonas. 


124140 Bacteria_16S 


2043670 2043617 51 104 gi| 219878166 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; 


Stenotrophomonas. 


124140 Bacteria_16S 


strain B1953/27.1 


2045245 2045192 51 104 gi| 219878165 
16S ribosomal RNA, partial sequence 20 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomo 


124140 Bacteria_16S 


124140 Bacteria_16S 
DSM 4568 16S ribosomal RNA, partial seq 
Gammaproteobacteria; 
124140 Bacteria_16S 


taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 


taiwanensis Bacteria; 


Pseudoxanthomonas. 


124140 Bacteria_16S 
T5054 16S ribosomal R 


lutaoensis strain 


124140 Bacteria_16S 


124140 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Xantho 


2303603 2303550 51 104 gi| 219857528 
NA, partial sequence 23024 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
2318786 2318733 51 104 gi|219857517 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 
2320378 2320325 51 104 gi| 219857516 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 


acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; 


Stenotrophomonas. 


124140 Bacteria_16S 
strain ATCC49733 16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
2462929 2462876 51 104 gi| 219857408 
16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
2586890 2586837 51 104 gi| 219857277 


124140 Bacteria_16S 


strain ATCC 33531 


124140 Bacteria_16S 


2364242 2364189 51 104 gi| 219857485 
tial sequence 2363042 23645 


mediterranea strain MMB1 16S ribosomal RNA, complete sequence 


mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; 
2593150 2593097 50 103 gi| 219857273 
16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
2620908 2620855 51 104 gi| 219857252 
16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
2636036 2635983 51 104 gi| 219857234 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
2637600 2637547 51 104 gi| 219857233 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
2681442 2681389 50 103 gi| 219857202 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacte 
2712825 2712730 6 101 gi|219857180 
strain 15-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
2740024 2739927 6 103 gi|219857161 
narugense strain Na82 16S ribosomal RNA, partial sequence 27 
Clostridia; Thermoanaerobacterales; Thermod 
2763656 2763603 51 104 gi| 219857142 
strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 27 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacterial 
2765172 2765119 51 104 gi|219857141 
strain JCM1680 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Entero 
2766688 2766635 51 104 gi|219857140 
strain JCM1679 16S ribosomal RNA, partial sequence 


124140 Bacteria_16S 


strain ATCC 51266 


124140 Bacteria_16S 


strain ATCC 51603 


124140 Bacteria_16S 


124140 Bacteria_16S 


124140 Bacteria_16S 


124140 Bacteria_16S 


124140 Bacteria_16S 


Bacteria; Firmicutes; 


124140 Bacteria_16S 


124140 Bacteria_16S 


124140 Bacteria_16S 


2711598 27 


2763991 27 


2085504 20870 


Alteromonadaceae 


xX 


24617 


25919 


26197 


26348 


26364 


sequence 


es; 


bac 


ref |NR_025307.1| Dolosicoccus 
2039358 2040867 Dolosicoccus 
Dolosicoccus. 


ref|NR_025306.1| Pseudoxanthomonas 


Xanthomonadales; Xanthomonadaceae; 


ref|NR_025305.1] Stenotrophomonas 
2042490 2044002 Stenotrophomonas 


Xanthomonadales; Xanthomonadaceae; 


ref|NR_025304.1| Luteimonas mephitis 
53 2045572 Luteimonas mephitis Bacteria; 


nadaceae; Luteimonas. 
2086690 2086637 51 104 gi| 219878132 
strain T9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivor 
2121606 2121553 51 104 gi| 219857654 
uence 2120505 2121907 Cedec 
Enterobacteriales; Enterobacteriaceae; Cedec 

2185131 2185078 51 104 gi| 219857609 


ref|NR_025271.1| Alcanivorax jadensis 

02 Alcanivorax jadensis Bacteria; 

acaceae; Alcanivorax. 

ref|NR_025243.1| Cedecea davisae strain 

ea davisae Bacteria; Proteobacteria; 

ea. 

ref|NR_025198.1| Pseudoxanthomonas 
2183928 2185466 Pseudoxanthomonas 

monadales; Xanthomonadaceae; 


ref|NR_025116.1| Marinobacter 
04 2303932 Marinobacter lutaoensis 

; Marinobacter. 
ref|NR_025105.1] Pseudoxanthomonas 
82 2319121 Pseudoxanthomonas mexicana 
anthomonadaceae; Pseudoxanthomonas. 
ref|NR_025104.1] Stenotrophomonas 
2319172 2320713 Stenotrophomonas 
thomonadales; Xanthomonadaceae; 


ref|NR_025073.1| Haemophilus felis 
76 Haemophilus felis Bacteria; 
eae. 
ref|NR_024996.1| Raoultella planticola 
40 2463175 Raoultella planticola 
Enterobacteriaceae; Raoultella. 
ref|NR_024908.1| Marinomonas 

2585691 2587224 Marinomonas 
Oceanospirillales; Marinomonas. 
ref|NR_024904.1| Enterococcus dispar 
38 2593451 Enterococcus dispar Bacteria; 


ref|NR_024883.1| Kluyvera georgiana 
36 2621149 Kluyvera georgiana Bacteria; 
teriaceae; Kluyvera. 
ref|NR_024862.1| Citrobacter werkmanii 
42 2636362 Citrobacter werkmanii 
Enterobacteriaceae; Citrobacter. 
ref|NR_024861.1| Citrobacter farmeri 
13 2637923 Citrobacter farmeri Bacteria; 
teriaceae; Citrobacter. 
ref|NR_024830.1| Alkalibacterium 
2680270 2681761 Alkalibacterium 
riaceae; Alkalibacterium. 
ref|NR_024808.1| Bacillus vietnamensis 
85 Bacillus vietnamensis Bacteria; 


ref|NR_024789.1| Thermodesulfobium 

10 2740172 Thermodesulfobium narugense 
esulfobiaceae; Thermodesulfobium. 
ref|NR_024770.1| Edwardsiella tarda 

40 Edwardsiella tarda ATCC 15947 
Enterobacteriaceae; Edwardsiella. 
ref|NR_024769.1| Edwardsiella ictaluri 
56 Edwardsiella ictaluri Bacteria; 
teriaceae; Edwardsiella. 


ref|NR_024768.1| Edwardsiella hoshinae 


2765507 2766972 Edwardsiella hoshinae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 


124140 Bacteria_16S 2851506 2851453 51 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 


hibiscicola Bacteria; 
Pseudomonas. 


124140 Bacteria_16S 2853075 2853022 51 


strain ATCC 19374 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Bacteria; Proteobacteria; 
124140 Bacteria_16S 
strain ATCC 33616 
Bacteria; Proteobacteria; 
124140 Bacteria_16S 


2857754 2857701 51 


2863894 2863841 51 


strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


124140 Bacteria_16S 2923795 2923742 51 


japonensis strain 
Bacteria; Proteobacteria; 


124140 Bacteria _16S 2947903 2947850 51 


strain JCM1240 1 


124140 Bacteria_16S 2949393 2949340 51 


strain JCM1235 1 


124140 Bacteria_16S 2950881 2950828 51 


strain JCM1237 1 


124140 Bacteria 16S 2952382 2952329 51 


strain JCM1234 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


124140 Bacteria 16S 2953880 2953827 51 


strain JCM6051 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


cloacae complex. 
124140 Bacteria_16S 
raffinosus strain 
raffinosus Bacteria; 
124140 Bacteria_16S 


3025225 3025172 50 


Firmicutes; 
3034371 3034306 7 


cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 
Clostridiales; C 


cylindrosporum Bacteria; Firmicutes; 
124140 Bacteria_16S 3048089 3048036 50 


tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcacea 


tabacinasalis Bacteria; 
124140 Bacteria_16S 
strain M1832/95/2 
Bacteria; Firmicutes; 
124140 Bacteria_16S 


Firmicutes; 
3049674 3049578 6 


3090360 3090272 15 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequen 
Lactobacillales; Carnobacteri 


balaenopterae Bacteria; 
124140 Bacteria_16S 3165640 3165587 50 
strain YH-15 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
124140 Bacteria_16S 


Firmicutes; 


3182319 3182266 51 


strain LMG 471 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


124140 Bacteria_16S 3183871 3183818 51 


strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 31841 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


124140 Bacteria_16S 3185423 3185370 51 


strain LMG 947 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


124140 Bacteria_16S 3186975 3186922 51 


strain LMG 673 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


124140 Bacteria_16S 3188527 3188474 51 
vesicatoria strain LMG 911 16S 


Xanthomonas. 


124140 Bacteria_16S 3190079 3190026 51 


Clostridia; 


Lactobacillaceae; 


104 


104 


104 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


104 


104 


12-3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


104 


6S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


104 


6S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


104 


6S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


104 


104 


103 


1789-79 16S ribosomal RNA, partial sequence 
Lactobacillales; 


72 


103 


102 


16S ribosomal RNA, partial sequence 


103 


partial sequence 


103 gi|219846812 

3164429 31659 
Lactobacillus. 

104 gi| 219846800 


104 


104 


104 


104 


ribosomal RNA, partial sequence 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; 


104 


strain LMG 690 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


124140 Bacteria_16S 3191631 3191578 51 


104 


strain LMG 733 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


gi| 219856890 


gi| 219856889 
28518 


Xanthomonadales; Xanthomonadaceae. 


gi| 219856886 
28565 


Xanthomonadales; Xanthomonadaceae; 


gi|219856882 


gi|219856841 
29226 


Xanthomonadales; Xanthomonadaceae 


gi|219856825 
2946729 29481 


gi| 219856824 
2948221 29496 


gi| 219856823 
2949709 29511 


gi| 219856822 
2951208 29526 


gi|219856821 
2952708 29541 
gi|219846907 
Enterococcaceae 
gi|219846900 


gi|219846890 


gi| 219846889 
30484 


Lactobacillales; Aerococcaceae; Eremococcus. 


gi| 219846862 


3181138 31826 
gi|219846799 
gi|219846798 
3184240 31857 


gi| 219846797 
3185792 31872 


gi|219846796 


gi|219846795 
3188896 31903 


sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Xanthomonadales; 


ref|NR_024709.1] Pseudomonas 
2850317 2851835 Pseudomonas 
Pseudomonadaceae; 


ref|NR_024708.1| Pseudomonas geniculata 
86 2853382 Pseudomonas geniculata 


ref|NR_024705.1| Pseudomonas cissicola 
57 2858059 Pseudomonas cissicola 
Xanthomonas. 
ref|NR_024701.1| Pseudomonas halophila 
25 Pseudomonas halophila Bacteria; 
Pseudomonas. 
ref|NR_024660.1| Pseudoxanthomonas 
17 2924080 Pseudoxanthomonas japonensis 

; Pseudoxanthomonas. 
ref|NR_024644.1| Serratia rubidaea 
70 Serratia rubidaea Bacteria; 
teriaceae; Serratia. 
ref|NR_024643.1| Enterobacter aerogenes 
58 Enterobacter aerogenes Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024642.1| Enterobacter amnigenus 
57 Enterobacter amnigenus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024641.1| Enterobacter gergoviae 
57 Enterobacter gergoviae Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024640.1| Enterobacter asburiae 
29 Enterobacter asburiae Bacteria; 
teriaceae; Enterobacter; Enterobacter 


ref|NR_026499.1] Enterococcus 

3024035 3025459 Enterococcus 
; Enterococcus. 
ref|NR_026492.1| Clostridium 

3033166 3034644 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_026482.1| Facklamia 
3046902 3048403 Facklamia 
e; Facklamia. 
ref|NR_026481.1| Eremococcus coleocola 
54 3049838 Eremococcus coleocola 


ref|NR_026454.1| Granulicatella 

ce 3089141 3090523 Granulicatella 

aceae; Granulicatella. 

ref|NR_026404.1| Lactobacillus kunkeei 
45 Lactobacillus kunkeei Bacteria; 


ref|NR_026392.1| Xanthomonas sacchari 
37 Xanthomonas sacchari Bacteria; 
aceae; Xanthomonas. 

ref|NR_026391.1| Xanthomonas codiaei 
89 Xanthomonas codiaei Bacteria; 
aceae; Xanthomonas. 

ref|NR_026390.1| Xanthomonas bromi 

41 Xanthomonas bromi Bacteria; 

aceae; Xanthomonas. 

ref|NR_026389.1|] Xanthomonas cassavae 
93 Xanthomonas cassavae Bacteria; 
aceae; Xanthomonas. 

ref|NR_026388.1] Xanthomonas 

187344 3188845 Xanthomonas 
Xanthomonadaceae; 


Ww 


ref|NR_026387.1| Xanthomonas cucurbitae 
97 Xanthomonas cucurbitae Bacteria; 
aceae; Xanthomonas. 


gi|219846794 
3190448 31919 


ref|NR_026386.1| Xanthomonas hortorum 
49 Xanthomonas hortorum Bacteria; 


124140 Bacteria_16S 
strain LMG 847 16 
Proteobacteria; 
124140 Bacteria_16S 
strain LMG 8670 1 
Proteobacteria; 
124140 Bacteria_16S 
strain LMG 736 16 
Proteobacteria; 
124140 Bacteria_16S 
strain ATCC 13313 
Proteobacteria; 
124140 Bacteria_16S 
strain ATCC 29903 
Proteobacteria; 
124140 Bacteria_16S 
strain LMG 5743 1 
Proteobacteria; 
124140 Bacteria_16S 
strain LMG 5047 1 
Proteobacteria; 
124140 Bacteria_16S 
strain LMG 708 16S ribosomal RNA, parti 
Proteobacteria; 
124140 Bacteria_16S 
strain LMG 538 16 
Proteobacteria; 
124140 Bacteria_16S 


S ribosomal RNA, parti 


albilineans Bacteria; 
Xanthomonas. 
124140 Bacteria_16S 
strain DSM 5351 16S ribosomal RNA, 
Firmicutes; Bacillales; 
124140 Bacteria_16S 


Proteobacteria; 


Salinicoccus. 


3193183 3193130 51 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
3194733 3194680 51 
6S ribosomal RNA, partial sequence 3193552 31950 
Gammaproteobacteria; Xanthomonadales; 
3196285 3196232 51 
al sequence 
Gammaproteobacteria; Xanthomonadales; 
3271633 3271580 51 
16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
3273171 3273118 51 
16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
3289825 3289772 51 
6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; 
3291350 3291297 51 
6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; 
3292902 3292849 51 


3303667 3303614 50 
complete sequence 3302462 33040 


3353766 3353713 51 


104 


104 


104 


104 


104 


104 


104 


104 


al sequence 
Gammaproteobacteria; Xanthomonadales; 
3294454 3294401 51 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
3296004 3295951 51 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


104 


104 


103 


104 


strain FB2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
124140 Bacteria_16S 
strain BL 70/20 1 
Firmicutes; 
124140 Bacteria_16S 
strain NCIMB 629 
Firmicutes; Bacillales; Planococcaceae; 
124140 Bacteria_16S 3661706 3661653 51 
strain IC079 16S ribosomal RNA, partial 
Proteobacteria; 
124140 Bacteria_16S 


3593383 3593318 7 


Clostridia; Clostridiales; 
3610221 3610126 6 


3692105 3692072 6 


Gammaproteobacteria; Oceanospirillales; 


72 


6S ribosomal RNA, partial sequence 3592199 35936 


16S ribosomal RNA, partial sequence 3608971 36104 


Gammaproteobacteria; Alteromonadales; Alteromonad 


Clostridiaceae; Clostridiu 
101 gi|219846499 

Planococcus. 
104 gi|219846464 
sequence 3660516 36619 
40 gi| 219846443 


strain G145 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


124140 Bacteria_16S 3787780 3787747 6 


icutes; Mycoplasmataceae; Mycoplasma. 


40 


strain PU 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


124140 Bacteria_16S 3837751 3837698 51 


icutes; Mycoplasmataceae; Mycoplasma. 


104 


strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; 


124140 Bacteria_16S 3849877 3849828 51 


Gammaproteobacteria; Oceanospirillales; 


100 


strain Mtul 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
124140 Bacteria_16S 
strain ATH 2.2.1 
Proteobacteria; 

124140 Bacteria_16S 
strain CL-SP19 16 
Proteobacteria; 
124140 Bacteria_16S 
strain SW-154 16S 
Proteobacteria; 
124140 Bacteria_16S 


3962038 3961942 7 


3983913 3983860 51 


4018269 4018216 51 


4019810 4019757 51 


103 


16S ribosomal RNA, partial sequence 3960828 39622 
Betaproteobacteria; Burkholderiales; Rubrivivax. 


104 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


104 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Kangiella. 


104 


gi|219846793 
3192000 31935 


gi| 219846792 


gi|219846791 
3195102 31966 


219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846728 


gi 


gi 


gi 


gi| 219846727 


gi|219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


gi| 219846724 


Xantho: 


gi|219846719 


gi|219846682 
3352589 33540 
Halomonad 


gi|219846513 


3690909 36923 


gi| 219846372 
3786577 37880 


gi|219846337 
3836584 38380 
Halomonad 
gi|219846329 
3848728 38501 
kettsiacea 


gi|219846251 


gi| 219846236 
3982735 39841 

I 
gi| 219846211 
4017086 40185 


219846210 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


diomarinaceae; 


ref|NR_026385.1] Xanthomonas 
01 Xanthomonas pisi Bacteria; 
Xanthomonas. 

ref |NR_026384.1| Xanthomonas melonis 

51 Xanthomonas melonis Bacteria; 
Xanthomonas. 

ref |NR_026383.1| Xanthomonas vasicola 
03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 

ref |NR_026332.1| Shigella dysenteriae 
47 3271933 Shigella dysenteriae Bacteria; 
teriaceae; Shigella. 

ref|NR_026331.1| Shigella flexneri 

84 3273471 Shigella flexneri Bacteria; 
teriaceae; Shigella. 

ref|NR_026320.1| Xanthomonas populi 

16 Xanthomonas populi Bacteria; 
Xanthomonas. 

ref|NR_026319.1|] Xanthomonas oryzae 

68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 

ref|NR_026318.1| Xanthomonas fragariae 
20 Xanthomonas fragariae Bacteria; 
Xanthomonas. 

ref|NR_026317.1| Xanthomonas axonopodis 
72 Xanthomonas axonopodis Bacteria; 
Xanthomonas. 

Xanthomonas 

2 Xanthomonas 
Xanthomonadaceae; 


pisi 


monadales; 


Salinicoccus roseus 
roseus Bacteria; 


ref |NR_026311.1 
04 Salinicoccus 


ref|NR_026274.1| Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
aceae; Halomonas. 

ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 

m. 

ref|NR_026091.1| Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


ref|NR_026056.1| Glaciecola pallidula 
90 Glaciecola pallidula Bacteria; 
aceae; Glaciecola. 

ref|NR_026034.1| Mycoplasma adleri 

64 Mycoplasma adleri Bacteria; 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


ref|NR_025927.1| Halomonas pacifica 

63 Halomonas pacifica Bacteria; 

aceae; Halomonas. 

ref|NR_025919.1| Rickettsia massiliae 
67 Rickettsia massiliae Bacteria; 

e; Rickettsieae; Rickettsia; spotted 
ref|NR_025841.1| Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 
Idiomarina. 


ref|NR_025801.1| Kangiella aquimarina 
81 Kangiella aquimarina Bacteria; 
ref|NR_025800.1| Marinobacter 


gi 


daepoensis strain SW-156 16S ribosomal RNA, partial sequence 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


4018632 4020127 Marinobacter 


124140 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


124140 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; G 


124140 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


124140 Bacteria_16S 
in Gerl. 
eria; 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


124140 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


124140 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


124140 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


hispanicus strain 
hispanicus Bacter 


strain F2R9 16S r 
Proteobacteria; G 


124140 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; G 


124140 Bacteria_16S 


strain L532 16S r 
Firmicutes; 


condimenti strain 
Bacteria; 


elongatus strain 
Bacteria; 


strain SH 106 16S 
Planctomycetes; P 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


124140 Bacteria_16S 
strain KS 0043 16S ribosomal RNA, 


Proteobacteria; 


ia; 


ria; 
124140 Bacteria_16S 
ia; 
124140 Bacteria_16S 


Lactobacillales; 
124140 Bacteria_16S 


Firmicutes; 
124140 Bacteria_16S 


4021355 4021302 51 


104 


gi| 219846209 


SW-145 16S ribosomal RNA, partial sequence 


4068238 4068149 15 


4069777 4069688 15 


ia; Proteobacteria; Gammaproteobacteria; 


104 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 


104 


ribosomal RNA, partial sequence 


4124252 4124199 51 
236/81 
Proteobacteria; 


4130267 4130214 51 
JC2042 16S ribosomal 
Proteobacteria; 


4170330 4170277 51 
4191789 4191736 51 


16S ribosomal 
Proteobacteria; 


4196313 4196260 51 


Proteobacteria; 
4225064 4225011 50 


ammaproteobacteria; Legionellales; 


104 


104 


RNA, partial sequence 
Gammaproteobacteria; 


104 


104 


104 


gi|219846174 


4067035 40685 


Coxiellaceae; 
gi|219846173 


4068567 40700 


Coxiellaceae; 
gi|219846134 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846130 


gi|219846100 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; 
124140 Bacteria_16S 
n SM-19 
ria; 


gi| 219846081 


RNA, partial sequence 
Gammaproteobacteria; 


gi|219846078 


n JC2044 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


DSM 5352 16S ribosomal RNA, partial sequence 


Firmicutes; 
4235625 4235572 51 


4246130 4246077 51 


Bacillales; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


103 gi| 219846055 
Salinicoccus. 

104 gi|219846045 

4234473 42358 

Enterobac 

104 gi|219722938 

4244934 42463 


ribosomal RNA, partial sequence 


17739 17643 6 


40432 40337 6 
F-2 16S ribosomal RNA, 
Bacillales; 


99568 99473 6 


217254 217166 15 


ammaproteobacteria; Enterobacteriales; 


102 


ibosomal RNA, partial sequence 
Lactobacillaceae; 


101 


complete sequence 
Staphylococcus. 


101 


FP 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
124140 Bacteria_16S 


103 


ribosomal RNA, partial sequence 


249457 249413 57 


101 


Enterobac 
gi| 265679052 
16478 18031 


Lactobacillus. 


265679037 
39179 


gi 


265678997 
98328 


gi 


gi| 265678918 
216053 21755 


lanctomycetacia; Planctomycetales; Planctomyceta 
124140 Bacteria_16S 


gi| 265678896 


strain Sgly2 16S ribosomal RNA, partial sequenc 
Betaproteobacteria; N 


Bacteria; Proteobacteria; 


308380 308336 57 


371789 371745 57 


101 


101 


gi|265678855 


complete sequence 307188 30872 
Betaproteobacteria; Burkholderiales; Comamonadace 
124140 Bacteria_16S 


gi| 265678807 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Pseudovibrio. 


124140 Bacteria_16S 
massiliensis strain 2301065 16S ribosomal RNA, partial 
massiliensis Bacteria; 
124140 Bacteria_16S 


393308 393213 6 


Firmicutes; 
424136 424041 6 


Bacillales; 


101 


101 


strain F12 16S ribosomal RNA, partial sequence 


Firmicutes; 


strain S-5623 16S 
Firmicutes; 


Bacillales; 
124140 Bacteria_16S 


Bacillaceae; 
473289 473201 14 


Bacillus. 


102 


ribosomal RNA, partial sequence 


Lactobacillales; Weissella. 
124140 Bacteria_16S 


502550 502455 6 


101 


strain Sd/3 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Bacillus. 


265678793 
sequence 


gi 


Paenibacillaceae; 


gi| 265678772 
422881 42442 


gi| 265678736 
472041 47353 


Alteromonadales; 


Pasteurellales; 


Alteromonadales; 


Alteromonadaceae; 


Alteromonadales; 


Oceanospirillales; 


Rhod 


ref|NR_025799.1 
4020178 402167 


ref|NR_025764.1 
Aquicella. 
ref |NR_025763.1 


Aquicella. 
ref|NR_025724.1 
412310 


ref|NR_025720.1 


129099 413053 


rs 


ref|NR_025690.1 
64 Marinobacter 
Marinobac 
NR_025671.1 
190616 419208 
Alter 


ref 


rs 


ref|NR_025668.1 
195136 419657 
Hah 
ref|NR_025645.1 


4223876 422538 


rs 


ref|NR_025635.1 
teriaceae; Klebs 
ref|NR_024570.1 


teriaceae; Esche 
ref|NR_029360.1 
Lactobacillus 


NR_029345.1 
40723 Staphy 


NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref|NR_029226.1 


ceae; Blastopire 
ref|NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref|NR_029161.1 
ae; Comamonas. 
ref|NR_029112.1 
370665 372098 
obacterales; Rho 


ref|NR_029098.1 
392074 393575 

Paenibacillus. 

ref |NR_029077.1 


ref|NR_029041.1 


gi| 265678717 


Marinobacter 
2 Marinobacter 


Alteromonadaceae; 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Volucribacter 
3 4124536 Volucribacter 


Pasteurellaceae; 


Aestuariibacter 
7 Aestuariibacter 


Alteromonadaceae; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Marinobacter 

8 Marinobacter 

omonadaceae; 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Salinicoccus 
3 Salinicoccus 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 


Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Lactobacillus perolens 
perolens Bacteria; 


Staphylococcus 
lococcus condimenti 


Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Microvirgula 
Microvirgula 
sseriaceae; 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Paenibacillus 
Paenibacillus 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


ref|NR_029022.1 


Bacillus indicus 


501307 502811 Bacillus indicus Bacteria; 


124140 Bacteria_1 


strain IDA1967 16 
Firmicutes; 


Proteobacteria; 


Bacil 
124140 Bacteria_1 
strain K1l1 16S ri 
B 
124140 Bacteria_1 
valerianellae str 


6S 532913 532818 6 101 
S ribosomal RNA, partial sequence 


gi 


etaproteobacteria; Burkholderiales; Co: 
6S 577043 576999 57 101 gi 
ain CFBP 4730 16S ribosomal RNA, parti 


265678697 
531745 53318 


lales; Bacillaceae; Bacillus. 
6S 534416 534372 57 101 gi| 265678696 
bosomal RNA, partial sequence 533233 53475 


mamonadace 
265678668 
al sequenc 


ref 


ref 


ae; 
ref 


e 575863 57735 


NR_029002.1 


NR_029001.1 


Ottowia. 
NR_028973.1 


4 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Acidovorax 
Acidovorax 


valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
124140 Bacteria_16S 586092 585997 6 101 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 762512 762417 6 101 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

124140 Bacteria_16S 842185 842086 6 104 gi| 265678485 |ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

124140 Bacteria_16S 942902 942858 57 101 gi| 265678417 |ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

124140 Bacteria_16S 944465 944421 57 101 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

124140 Bacteria_16S 946028 945984 57 101 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

124140 Bacteria_16S 949154 949110 57 101 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

124140 Bacteria_16S 953829 953785 57 101 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

124140 Bacteria_16S 955389 955345 57 101 gi| 265678409 |ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

124140 Bacteria_16S 956883 956839 57 101 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

124140 Bacteria_16S 1056293 1056198 6 101 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

124140 Bacteria_16S 1297625 1297530 6 101 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 


strain 2DT 16S ri 
Firmicutes; Bacil 


124140 Bacteria_16S 


carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial se 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphy 
124140 Bacteria_16S 1348155 1348060 6 101 gi| 228720860 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; 
Syntrophobacteraceae; Syntrophobacter. 

124140 Bacteria_16S 1420351 1420256 6 101 gi|224581445 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 1432756 1432692 7 71 gi| 224581434 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 14315 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 
124140 Bacteria_16S 1481321 1481277 57 101 gi| 219878371 
denitrificans strain K601 16S ribosomal RNA, partial sequence 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; 
Alicycliphilus. 

124140 Bacteria_16S 1556762 1556722 6 47 gi|219846194 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Kitasatospora. 

124140 Bacteria_16S 1583854 1583759 6 101 gi| 219878489 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1322095 1322000 6 101 gi 


1296399 12978 


228715346 


ref 


ref 
Synt 


ref 


ref 


lum. 
ref 


ref 


tale 


ref 


quen 
loco 


1346912 13483 


17 1433000 Lepto 


1480151 14816 
Burk 


1555586 15570 
Streptomy 


NR_027518.1 
ce 132084 
ccus. 
NR_027598.1 
9 
rophobacter 


NR_027227.1 


NR_027216.1 
s 


NR_025510.1 
5 
holderiales; 
NR_025784.1 
3 


S; 


NR_025628.1 


a 


68 Bacillus endophyticus Bacteria; 


Staphylococcus 
2 1322334 Staphylococcus 


Syntrophobacter 
7 Syntrophobacter 


les; 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Leptospirillum 
pirillum ferrooxidans 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Kitasatospora 
1 Kitasatospora 


cineae; 


Viridibacillus arenosi 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 


Firmicutes; Bacil 


lales; Planococcaceae; Viridibacillus. 


124140 Bacteria_16S 1585409 1585314 6 101 gi| 219878488 |ref|NR_025627.1| Viridibacillus arvi 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

124140 Bacteria_16S 1586964 1586869 6 101 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 1615939 1615895 57 101 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
strain CM243 16S ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

124140 Bacteria_16S 1631118 1631023 6 101 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 1637244 1637149 6 101 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 1638735 1638640 6 101 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 1661662 1661566 6 101 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

124140 Bacteria_16S 1725742 1725698 57 101 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 


strain LMG 3475 1 
Proteobacteria; 


124140 Bacteria_ 


strain RB-8 16S 
Proteobacteria; 


124140 Bacteria_ 
agarexedens strai 
agarexedens Bacte 
124140 Bacteria_ 


decolorationis s 


decolorationis Ba 
124140 Bacteria_ 


6S ribosomal RNA, partial sequence 1724592 17259 


36 Comamonas kerstersii Bacteria; 


Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

16S 1737839 1737786 51 104 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Gammaproteobacteria; Oceanospirillales; Oleispira. 

16S 1780339 1780244 6 101 gi|219878350|ref|NR_025489.1| Paenibacillus 

n DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 

ria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

16S 1803021 1802926 6 101 gi|219878334|ref|NR_025473.1| Bacillus 
train LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 

cteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

16S 1842863 1842768 6 101 gi|219878307|ref|NR_025446.1| Bacillus halodurans 


strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 1936957 1936913 57 101 gi| 219878237 |ref|NR_025376.1| Comamonas 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
124140 Bacteria_16S 1941533 1941438 6 101 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 


strain LMG 18435 
Firmicutes; 


Bacil 
124140 Bacteria_ 


lales; 
16S 


Bacillaceae; Bacillus. 
1946242 1946147 6 101 


16S ribosomal RNA, partial sequence 1940300 19418 


gi|219878231 


strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 19464 


Firmicutes; Baci 


124140 Bacteria_ 


16S 
Baci 


strain 581 
Firmicutes; 


124140 Bacteria_ 


defragrans strai 
Bacteria; Proteo 


124140 Bacteria_ 


strain Z-7792 16 
Firmicutes; Baci 


124140 Bacteria_ 


strain KCTC 1200 
Proteobacteria; 


124140 Bacteria_ 


granivorans stra 
Bacteria; Firmic 


124140 Bacteria_ 


denitrificans st 
denitrificans Ba 


124140 Bacteria_ 


strain SPS-1037 
Proteobacteria; 


124140 Bacteria_ 


strain ATCC 1962 
Proteobacteria; 


124140 Bacteria_ 


albus strain JL 


Streptacidiphilu 


llales; Bacillaceae; Bacillus. 
16S 1974884 1974789 6 101 
ribosomal RNA, partial sequence 
llales; Planococcaceae; Mariniba 
16S 2074391 2074347 57 101 
n 54Pin 16S ribosomal RNA, parti 
bacteria; Betaproteobacteria; Bu 
16S 2192838 2192743 6 101 
S ribosomal RNA, partial sequenc 
llales; Bacillaceae; Amphibacill 
16S 2315788 2315744 57 101 
5 
Betaproteobacteria; Burkholderia 
16S 2346033 2345938 6 101 
in A30 16S ribosomal RNA, partia 
utes; Bacillales; Paenibacillace 
16S 2353469 2353425 57 101 
rain 123 16S ribosomal RNA, part 
cteria; Proteobacteria; Betaprot 
16S 2411306 2411262 57 101 
16S ribosomal RNA, partial seque 
B 


16S 
4 
B 
16S 2553070 2553030 6 
83 16S ribosomal RNA, 


2547008 2546964 57 101 


47 


Ss. 


16S ribosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Te 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219878212 
1973642 19751 
cillus. 
gi 
al sequ 


219878141 
ence 20732 
rkholderiales; Al 

gi|219857604 


e 2191612 21930 


us. 
gi| 219857519 
23146 
les; Comamonadace 
gi| 219857497 
1 sequence 23447 
ae; Paenibacillus. 
gi|219857492 
ial sequence 
eobacteria; Burkh 
gi| 219857453 
nce 2410156 24116 
pidimonas. 
gi| 219857346 
25458 
mamonadace 
gi| 219857342 


Stre 


ref |NR_025370.1 


ref|NR_025351.1 


ref|NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025192.1 
37 Amphibacillus 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Amphibacillus tropicus 
tropicus Bacteria; 


ptomycineae; Str 


ref|NR_025107.1| Comamonas koreensis 
34 2316097 Comamonas koreensis Bacteria; 
ae; Comamonas. 
ref|NR_025085.1| Paenibacillus 
86 2346268 Paenibacillus granivorans 
ref|NR_025080.1] Comamonas 

2352316 2353757 Comamonas 
olderiales; Comamonadaceae; Comamonas. 
ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 
ref|NR_024934.1| Hylemonella gracilis 
37 2547323 Hylemonella gracilis Bacteria; 
ae; Hylemonella. 
ref|NR_024930.1| Streptacidiphilus 


2551853 2553362 Streptacidiphilus albus 


eptomycetaceae; 


124140 Bacteria_1 
carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 
124140 Bacteria_1 


strain ATCC 43186 
Firmicutes; 


Proteobacteria; 


Bacteria; 


Bacillales; 


strain AM31D 16S 
Firmicutes; Bacil 


124140 Bacteria_16S 
nitroreducens str 


nitroreducens Bac 
Diaphorobacter. 


124140 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


124140 Bacteria_16S 
glycanilyticus st 
glycanilyticus Ba 
124140 Bacteria_16S 


cineracea strain 


cineracea Bacteri 
Streptomycetaceae 
124140 Bacteria_16S 
saccharophila str 


saccharophila Bac 


124140 Bacteria_16S 


strain IFO15566 1 


Lacto 
124140 Bacteria_1 
campinasensis str 
campinasensis Bac 
124140 Bacteria_1 
strain VB32 16S r 
B 
124140 Bacteria_1 
subterraneus stra 
Proteob 
124140 Bacteria_1 
MA001 16S ribosomal RNA, partial sequence 
Bacil 
124140 Bacteria_1 


6S 2554631 2554591 6 
L 415 16S ribosomal RNA, 


47 gi 


6S 2589997 2589945 50 102 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; 
6S 2643860 2643765 6 101 gi 
teria; Firmicutes; Bacillales; 
6S 2652928 2652884 57 101 
ibosomal RNA, partial sequence 


gi 


6S 2675396 2675352 57 101 gi 


6S 2699287 2699192 6 101 gi 
laceae; Bacillus. 
6S 2726501 2726406 6 101 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2750115 2750071 57 101 gi 
ain NA10B 16S ribosomal RNA, partial s 


teria; Proteobacteria; 


gi 


2769754 2769659 6 101 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2778972 2778877 6 101 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; 
2843772 2843732 6 47 
SK-3255 16S ribosomal RNA, 


gi 


gi 


; Kitasatospora. 


2849938 2849886 51 103 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; 
2873302 2873207 6 


101 gi 


complete sequ 
acteria; Actinobacteridae; Actinomycet 


Enterococ 


ain 324 16S ribosomal RNA, partial seq 
Paeniba 
etaproteobacteria; Rhodocyclales; Rhod 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 


2698052 2699555 Ba 


2725265 27 


Betaproteobacte 


2768556 27 


Paenib 


complete se 
a; Actinobacteria; Actinobacteridae; Act 


Betaproteobacte 


219857341 
ence 25534 
ales; 


219857275 
25888 
cus. 
219857229 
uence 
cillaceae; 
219857223 


2651733 26532 
yclaceae 


oc 
219857206 
ence 26742 
i, 


219857189 


219857170 
267 


219857154 
equence 
ria; Bu 


219857138 
700 


219857131 
equence 
ac 

219856895 
quence 


219856891 
sequence 

ria; 

219856876 


6S ribosomal RNA, partial sequence 2872057 28735 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 2874890 2874795 6 101 gi| 219856875 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 

naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

124140 Bacteria_16S 2879613 2879518 6 101 gi| 219856872 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacil 
Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 2931177 2931124 51 104 gi| 219856836 


strain IFO 15467 
Proteobacteria; 


strain JaH 16S ri 
Firmicutes; Bacil 


124140 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; 


strain CreCitl 16 
Proteobacteria; B 


124140 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


124140 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


124140 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


124140 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


G 
124140 Bacteria_16S 


G 
124140 Bacteria_16S 


ammaproteobacteria; Oceanospirillales; 
2984335 2984240 6 101 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2990364 2990311 51 104 gi 
ammaproteobacteria; Legionellales; Leg 
3054166 3054122 57 101 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3100791 3100739 50 102 gi 
mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3535250 3535155 6 101 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3538373 3538278 6 101 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3543071 3542976 6 101 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


16S ribosomal RNA, partial sequence 2930007 29314 


Oceanobac 
219846934 


2983106 29845 


219846930 


6S ribosomal RNA, partial sequence 2989207 29906 


ionellacea 
219846886 


3052993 30544 


eriaceae; 
219846855 


3099595 3101003 Fackl 


219846553 
equence 
illaceae; 
219846551 


3537139 35386 


219846548 


Stre 


fom ie 


rkh 


illaceae 


inomycet 


Burkh 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref|NR_024851.1 
; Azoarcus. 
ref|NR_024834.1 
15 2675666 Thioba 


ref 
lus 


NR_024817.1 
asahii Bacte 


ref |NR_024798.1 


ref |NR_024782.1 
2748935 275045 
olderiales; Coma 


ref |NR_024766.1 


ref|NR_024759.1 
2777747 277920 
; Paenibacillus. 
ref|NR_024714.1 
2842551 284406 
ales; Streptomyc 


, 


ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref |NR_024695.1 


ref|NR_024694.1 
2873633 287517 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024655.1 
58 Oceanobacter 
ter. 


ref |NR_026526.1 


ref |NR_026522.1 


e; L 
ref 


egionella. 
NR_026478.1 


Formivibrio. 
ref |NR_026447.1 
amia ignava Bact 


ref|NR_026145.1 

3534017 353553 
Bacillus. 
ref |NR_026143.1 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Paenibacillus 
1 Paenibacillus 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Thiobacter 
cter subterraneus 


Bacillus asahii strain 
ria; Firmicutes; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Paenibacillus 
8 Paenibacillus 


Kitasatospora 
5 Kitasatospora 
ineae; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus flexus strain 
ria; Firmicutes; 


Oceanobacter kriegii 


kriegii Bacteria; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


ref|NR_026140.1 


Bacillus clausii 


3541838 3543342 Bacillus clausii Bacteria; 


124140 Bacteria_16S 


strain DSM 8715 1 


Firmicutes; 


124140 Bacteria_16S 


Bacil 


sporothermodurans 
sporothermodurans 


124140 Bacteria_16S 


strain 2917B 16S 


Firmicutes; 


124140 Bacteria_16S 


strain ATCC 
Bacteria; 


Bacil 


10379 


Firmicu 
124140 Bacteria_16S 


muriaticus strain 


Bacteria; 


IAM 


Firmicu 
124140 Bacteria_16S 
12464 16S rib 


3544627 3544532 6 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

3723721 3723626 6 101 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3872682 3872595 15 102 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3874269 3874182 15 102 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 
3897525 3897473 50 102 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; 
3960526 3960431 6 
osomal RNA, partial sequence 


101 gi 


Enterococcaceae; 


101 gi 


complete sequence 3543393 35448 


3959295 39607 


219846547|ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 

219846419|ref|NR_026010.1] Bacillus 

1 sequence 3722493 3723989 Bacillus 

illaceae; Bacillus. 

219846314|ref|NR_025904.1| Gemella morbillorum 

3871442 3872977 Gemella morbillorum Bacteria; 

Sedis; Gemella. 

219846313|ref|NR_025903.1| Gemella haemolysans 
3873028 3874564 Gemella haemolysans ATCC 10379 

Incertae Sedis; Gemella. 

219846297|ref|NR_025887.1| Tetragenococcus 

ce 3896331 3897842 Tetragenococcus muriaticus 

Tetragenococcus. 

219846252|ref|NR_025842.1| Bacillus firmus strain 


77 Bacillus firmus Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 3972346 3972302 57 101 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
124140 Bacteria_16S 4042672 4042577 6 101 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 4081961 4081917 57 101 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

124140 Bacteria_16S 4101402 4101358 57 101 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

124140 Bacteria_16S 4131820 4131725 6 101 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

124140 Bacteria_16S 233862 233819 57 100 gi| 265678907 |ref|NR_029215.1]| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

124140 Bacteria_16S 256862 256815 57 104 gi|265678891|ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

124140 Bacteria_16S 262794 262743 51 102 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

124140 Bacteria_16S 267362 267319 57 100 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 


strain OXB 16S ri 


Proteobacteria; 
124140 Bacteria_16S 


B 


strain W 1471 16S 


Firmicutes; 


124140 Bacteria_16S 


Clost 


saccharolyticus s 
saccharolyticus B 


124140 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 


effusa strain AP1 


Bacteria; 


Proteob 
124140 Bacteria_16S 


favisporus strain 


Bacteria; 


Firmicu 
124140 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


124140 Bacteria_16S 


nepalensis strain 


Bacteria; 


124140 Bacteria_16S 
picturae strain R-5321 16S ribosomal RNA, partial sequence 
Firmicutes; 


Bacteria; 


Firmicu 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
282483 282452 6 38 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

312936 312885 50 101 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
356878 356835 57 100 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 

387139 387049 7 97 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
433451 433356 6 101 gi 


GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
482359 482316 57 100 gi 


ain Ben 117 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 


542049 541998 50 101 gi 
CW1l 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 


607122 607071 50 101 gi 


Bacillales; Bacillaceae; Oceanoba 


266185 26767 


nadales; S 
265678766 
ence 43219 
nibacillus 
265678730 
sequence 
ria; Rhodo 


265678691 
ce 54086 


265678647 
60592 
cillus. 


2 Oxalobacter formigenes Bacteria; 


alobacteraceae; Oxalobacter. 

265678872|ref|NR_029178.1| Eubacterium infirmum 
281272 282767 Eubacterium infirmum Bacteria; 

Eubacterium. 

265678852|ref|NR_029158.1| Staphylococcus 

equence 311738 313264 Staphylococcus 

ylococcus. 

265678818|ref|NR_029123.1| Sphingopyxis terrae 
355741 357157 Sphingopyxis terrae Bacteria; 

Sphingomonadaceae; Sphingopyxis. 

265678797 |ref|NR_029102.1| Hydrocarboniphaga 

385921 387397 Hydrocarboniphaga effusa 


inobacteraceae; Hydrocarboniphaga. 


ref|NR_029071.1| Paenibacillus 

6 433742 Paenibacillus favisporus 

ref |NR_029035.1| Quatrionicoccus 
481171 482647 Quatrionicoccus 

cyclales; Rhodocyclaceae; 

ref|NR_028996.1| Staphylococcus 


2 542331 Staphylococcus nepalensis 


ref |NR_028952.1| Oceanobacillus 
0 607435 Oceanobacillus picturae 


124140 Bacteria_16S 
pinnipedialis str 
pinnipedialis Bac 
124140 Bacteria_16S 
entanii strain LT 
Proteob 
124140 Bacteria_16S 
subsp. pomaceae s 
subsp. pomaceae B 


Bacteria; 


Zymomonas. 


124140 Bacteria_16S 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae; 
124140 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter. 
124140 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 


chilensis strain 


Bacteria; 


Proteob 
124140 Bacteria_16S 
succinus subsp. 


s 


quisquiliarum Bac 


124140 Bacteria_16S 


strain JCM 21370 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


124140 Bacteria_16S 
witflariensis str 


witflariensis Bac 
Sphingopyxis. 


124140 Bacteria_16S 


iheyensis HTE831 


Bacteria; 


Firmicutes; 


661850 661799 50 101 gi 
teria; Firmicutes; 
667969 667883 14 


Bacillales; 


100 gi 


834585 834542 57 100 gi 


836087 836044 57 100 gi 


Zymomonas. 


872478 872392 14 100 gi 


908834 908791 57 100 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
999962 999938 79 103 gi 


acteria; Gammaproteobacteria; Thiotric 
1019598 1019547 50 101 gi 


1047246 1047195 50 101 gi 


teria; Firmicutes; 


1071337 1071294 57 


Bacillales; 


100 gi 


1142216 1142173 57 100 gi 


1155798 1155747 50 101 gi 


Bacillales; Bacillaceae; 


ain A/G14/99/10 16S ribosomal RNA, par 
Jeotgal 


H4560 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 


train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteobacteria; 


rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 


in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


Ch-1 16S ribosomal RNA, partial sequence 


uccinus strain AMG-D1 16S ribosomal RNA, 
Staphylococcus succinus subsp. 
124140 Bacteria_16S 
quisquiliarum str 


succinus Bacteria; 


124140 
subsp. 
subsp. 
124140 
subsp. 
subsp. 
124140 


Bacteria_16S 1294672 1294621 50 
equorum st 
equorum Bacteria; Firmicutes; 
Bacteria_16S 1315854 1315803 50 
subtilis s 
subtilis Bacteria; Firmicutes; 


Bacteria_16S 1318967 1318916 50 


rain PA 231 16S ribosomal RNA, 
Bacillales; 


101 


101 


101 


gi 


partial 


Staphy 
gi 


train DSM 10 16S ribosomal RNA, partia 
Bacillales; 


Bacil 
gi 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagula 
124140 Bacteria_16S 


subsp. urealyticu 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacill 


124140 Bacteria_16S 


thailandensis str 
thailandensis E26 


Burkholderia; 
124140 Bacteria_16S 


strain GD521 16S 


Firmicutes; 


Bacil 


coagulans strain GA 211 16S ribosomal 


1320509 1320458 50 101 gi 
s strain MAW 8436 16S ribosomal RNA, p 


1360087 1360040 57 
ain E264 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


104 gi 


pseudomallei group. 


1434242 1434191 50 101 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 


gi 


ns Bacteria; 


265678608 


icoccus. 
265678604 

66678 

rillales; 
265678490 


265678489 


265678464 
sequence 
ria; 


265678439 


907717 90916 


Erythrobac 
265678378 
99880 
hales; Pis 
265678365 
complet 


265678347 


ain BLx 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Cera 
265678330 


16S ribosomal RNA, partial sequence 1070184 10716 


Rhodospiri 
253680762 


ain W-50 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


Sphi 


253680753 


16S ribosomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 


228715348 
sequence 
lococcus. 
228716557 
1 sequence 
laceae; Ba 
228715349 
RNA, part 


228715347 


ales; Stap 
228720024 


partial sequence 
Betaproteobacteria; 


224581433 


1433051 14345 


ial sequen 
Sp 


Rhodo 


ref 


tial sequence 


ref 


ref 


ref 


tial sequence 
roteobacte 


ria; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
L 


ref 


ref 


ref 


ref 
ial 


Firmicutes; 


ref 


artial sequenc 
hylo 


ref 


ref 


6 668269 Gluco 
Acetobacteraceae 


ce 833445 83489 
hingomonadales; 


871314 87276 
spir 


0 Erythrobacter 
teraceae; 


0 1000269 Thiomi 
ciri 
e sequence 


Firmicutes; 


1046039 10475 
sibacillus. 


1314657 13161 
cill 


1358923 13604 
Burkholderiales; 


NR_028913.1 
660668 


NR_028909.1 


NR_028793.1 
6 


0 
illales; Ac 


NR_028741.1 


Eryth 
NR_028680.1 


ckettsiaceae 
NR_028667.1 


Bacillales; 
NR_028649.1 
2 
NR_028632.1 


eae; Tistrel 
NR_028010.1 


141076 114255 
ngomonadales; 


Sp 


NR_028001.1 


NR_027520.1 


1293463 129495 


NR_027552.1 
7 
us. 
NR_027521.1 
sequence 


NR_027519.1 
e 131930 
coccus. 
NR_027587.1 
1 


NR_027215.1 


124140 Bacteria_16S 1441981 1441930 50 101 gi|224581427|ref|NR_027209.1 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filoba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

124140 Bacteria_16S 1479763 1479712 50 101 gi| 219878381 |ref|NR_025520.1 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 148010 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

124140 Bacteria_16S 1567160 1567129 6 38 gi|219846058|ref|NR_025648.1 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia 


Fusobacteria; 


124140 


Fusobacteriales; 
Bacteria_16S 1582294 1582208 14 


Fusobacteriaceae; 


100 


Leptot 
gi 


richia. 
219878490 


ref 


NR_025629.1 


n 


e 


r 


Bacillales; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Gluconacetobacter 
acetobacter entanii 
; Gluconacetobacter. 

Zymomonas mobilis 

Zymomonas mobilis 
Sphingomonadaceae; 


NR_028792.1| Zymomonas mobilis 
834947 836398 Zymomonas 

Sphingomonadales; 

NR_028767.1| Gluconacetobacter 


Gluconacetobacter 
tobacteraceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Thiomicrospira 
crospira chilensis 
; Thiomicrospira. 

Staphylococcus 

1018386 1019933 
Staphylococcus. 

Cerasibacillus 
2 Cerasibacillus 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 
llac 


la. 

Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus subtilis 
3 Bacillus subtilis 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Burkholderia 
0 Burkholderia 


Burkholderiaceae; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Filobacillus 
cillus milosensis 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Leptotrichia shahii 


shahii Bacteria; 


Rhodovarius 


lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 


124140 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


124140 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


124140 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


124140 Bacteria_16S 


strain LMG 18422 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 1790773 1790722 50 101 gi| 219878342 |ref|NR_025481.1 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 179108 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

124140 Bacteria_16S 1804544 1804493 50 101 gi| 219878333 |ref|NR_025472.1 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 180486 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

124140 Bacteria_16S 1824557 1824462 6 101 gi|219878320|ref|NR_025459.1 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

124140 Bacteria_16S 1915603 1915508 6 101 gi| 219878252 |ref|NR_025391.1 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

124140 Bacteria_16S 1943077 1942982 6 101 gi| 219878233 |ref|NR_025372.1 


strain LMG 18419 
Firmicutes; Bacil 


124140 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


124140 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


124140 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


124140 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


124140 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


124140 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


124140 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphapro 
124140 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphapro 
124140 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


124140 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


124140 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


124140 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


124140 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


124140 Bacteria_16S 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1702958 1702863 6 101 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1753090 1753039 50 101 gi 


nc 
11 


Paenibacillus 
101 gi 


lales; Paenibacillaceae; 
2038994 2038943 50 


lales; Bacillaceae; Virgibacillus. 
2049987 2049924 9 72 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2060724 2060693 6 38 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2071391 2071360 6 38 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2089730 2089640 7 97 gi 
1 RNA, partial sequence 


se 


al 


Eu 


ue 
(onl 


1652376 1652325 50 101 gi| 219878441 |ref|NR_025580.1 
s strain LMG 17892 16S ribosomal RNA, partial sequence 165119 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1685976 1685881 6 101 gi|219878418|ref|NR_025557.1 


1684753 16861 


219878406 


219878372 
16S ribosomal RNA, partial sequence 1751903 17534 


16S ribosomal RNA, partial sequence 1941853 19433 


219878169 
16S ribosomal RNA, partial sequence 2037802 20 
219878159 
219878150 


219878143 


219878130 
2088549 2089942 Nevsk 


ref|NR_025545.1 


e 1701702 1703230 Haloba 


us. 


ref|NR_025511.1 


47 Paenibacillus 


ref |NR_025308.1 
39307 Virgibacillus 
ref |NR_025298.1 

2048758 205026 
lonellaceae; Ana 
ref |NR_025289.1 
20 2060972 Eubact 
m. 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref |NR_025269.1 
ia ramosa Bacter 


quenc 
es; V 


e 
eil 


20 
bacte 


595 
iw 


nce 


llaceae; 


ia; Xanthomonadales; Sinobacteraceae; Nevskia. 

2113951 2113908 57 100 gi|219857659|ref|NR_025248.1 
strain US6-1 16S ribosomal RNA, partial sequence 2112812 211429 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales 

2118559 2118516 57 100 gi|219857656|ref|NR_025245.1 
ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter 

teobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 

2151837 2151794 57 100 gi|219857634|ref|NR_025223.1 
ribosomal RNA, partial sequence 2150729 21521 

teobacteria; Sphingomonadales; Erythrobacteraceae; Porphy 

2160834 2160748 14 100 gi|219857628|ref|NR_025217.1 
in PA 51 16S ribosomal RNA, partial sequence 2159648 216110 
eria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 

2285716 2285665 50 101 gi| 219857542 |ref|NR_025130.1 
54 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 
lales; Bacillaceae; Bacillus. 

2314292 2314241 50 101 gi|219857520|ref|NR_025108.1 
in T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salini 
tes; Bacillales; Salinicoccus. 

2355053 2354967 15 101 gi|219857491|ref|NR_025079.1 
DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulf 
acteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae 

2382385 2382334 50 101 gi|219857472|ref|NR_025060.1 
ribosomal RNA, partial sequence 2381197 23827 

lales; Bacillaceae; Bacillus. 
2458383 2458340 57 100 gi|219857411|ref|NR_024999.1 


Bacillus 
2 1652677 Bacillus 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Halobacillus 
cillus karajensis 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Virgibacillus 
7 Virgibacillus 


Virgibacillus 
2 Virgibacillus 


Halobacillus trueperi 
cillus trueperi 


Paenibacillus 
acillus azoreducens 


Paenibacillus cookii 
cookii Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Eubacterium sulci 
erium sulci Bacteria; 


Thermobacillus 
8 Thermobacillus 


Nevskia ramosa strain 
ia; Proteobacteria; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


, 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Swaminathania 

2 Swaminathania 

tobacteraceae; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Salinicoccus 
coccus alkaliphilus 


Desulfomonile 
omonile limimaris 
Desulfomonile. 
Bacillus jeotgali 


’ 


01 Bacillus jeotgali Bacteria; 


2457264 245870 
Sphingomonadales; Sphi 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


124140 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


124140 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


124140 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


124140 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


124140 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


124140 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


124140 Bacteria_16S 


strain hl 16S rib 


strain AAO8 16S r 


toyohensis strain 
TOBE Bacteria; Fi 


124140 Bacteria_16S 


strain Yo-3 16S r 


Alphaproteobacter 


124140 Bacteria_16S 


strain 71 16S rib 


strain DSM11031 1 
Firmicutes; Bacil 


124140 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


124140 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


124140 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


124140 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


124140 Bacteria_16S 


pasteuri strain A 
pasteuri Bacteria 


124140 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


124140 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


124140 Bacteria_16S 


delphini strain A 
delphini Bacteria 


124140 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


124140 Bacteria_16S 


arlettae strain A’ 
arlettae Bacteria 


124140 Bacteria_16S 


multivorum strain 


2509734 2509648 14 100 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


ue 
R 


, 


2515812 2515781 6 38 


gi 
ridiales; Clostridiaceae; Caloramator. 
2551579 2551528 50 101 gi 

strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2566998 2566935 9 72 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2599319 25992257 101 gi 


al 
id 


ridia; Clostridiales; Peptococcaceae; De 
2628534 2628483 50 101 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2631566 2631519 57 104 gi 


osomal RNA, partial sequence 


ne 
ac 


ho 
2709878 2709792 14 100 
ibosomal RNA, partial sequence 


gi 


Ac 


2756237 2756143 7 101 gi 
ToBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2762241 2762155 14 100 gi 
ibosomal RNA, partial sequence 


ne 
er 


Ac 


2810482 2810396 14 100 


gi 


ia; Rhodospirillales; Acetobacteraceae; 


2825528 2825442 14 100 gi 
osomal RNA, partial sequence 
Ac 
2871679 2871628 50 101 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2876421 2876370 50 101 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2881135 2881084 50 101 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2882686 2882635 50 101 

S ribosomal RNA, partial sequence 


gi 


gi 


gi 


gi 


219857371 


219857367 
somal RNA, partial sequence 2514611 2516064 Calor 


219857343 


219857290 


219857269 
16S ribosomal RNA, partial sequence 2598095 25994 


219857246 


219857238 
2630432 26317 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
124140 Bacteria_16S 219857182 
2708714 27 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


124140 Bacteria_16S 219857149 


219857145 
2761077 27 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
124140 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 


219857110 
2809318 2810728 Asaia 


219856907 
2824364 28257 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
124140 Bacteria_16S 219856877 


2870477 28720 


219856874 
2875223 28767 


219856871 
2879945 28814 


219856870 
2881499 28830 


ref |NR_024959.1 
2508571 251001 
illales; Acetoba 


nce 
hodospir 


ref 
amat 


NR_024955.1 
or coolhaasi 


ref 
sequ 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024900.1 


partial 
es; Baci 


sequenc 
iales; V 


sulfotomaculum. 
ref|NR_024876.1 
e 2627322 2628862 Gracil 


illus. 


ref|NR_024866.1 


dobacteracea 


ref 


e; Methylarc 
NR_024810.1 
101 
etobacteraceae; Asaia. 

ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 


ref|NR_024773.1 


e 27 
ales; 


549 
Th 


624 


etobacterace 
ref 


sia 


ae; Kozakia 
NR_024738.1 
mensis Bacte 


Asaia. 
ref |NR_024728.1 
etobacterace 


ref 


ae; Asaia. 
NR_024696.1 


ref 


NR_024693.1 


ref|NR_024690.1 


ref|NR_024689.1 


AIU 301 16S ribosomal RNA, complete seq 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 
Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Gracilibacillus 
ibacillus halotolerans 


Methylarcula terricola 


92 Methylarcula terricola Bacteria; 


ula. 
Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 

Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 


lales; Bacillaceae; Bacillus. 

2908404 2908353 50 101 gi| 219856851 |ref|NR_024670.1 
ATCC 51145 16S ribosomal RNA, partial sequence 2907194 290869 
a; Firmicutes; Bacillales; Staphylococcus. 

2909950 2909899 50 101 gi|219856850|ref|NR_024669.1 
TCC51129 16S ribosomal RNA, partial sequence 2908741 291023 
; Firmicutes; Bacillales; Staphylococcus. 

2911494 2911443 50 101 gi| 219856849 |ref|NR_024668.1 
n ATCC 43809 16S ribosomal RNA, partial sequence 2910285 291177 
ria; Firmicutes; Bacillales; Staphylococcus. 

2913036 2912985 50 101 gi|219856848|ref|NR_024667.1 

16S ribosomal RNA, partial sequence 2911827 2913320 Staphy 
tes; Bacillales; Staphylococcus. 

2914580 2914529 50 101 gi| 219856847 |ref|NR_024666.1 
TCC 49171 16S ribosomal RNA, partial sequence 2913371 291486 
; Firmicutes; Bacillales; Staphylococcus. 

2916123 2916072 50 101 gi|219856846|ref|NR_024665.1 

16S ribosomal RNA, partial sequence 2914914 2916405 Staphy 
tes; Bacillales; Staphylococcus. 

2917665 2917614 50 101 gi|219856845|ref|NR_024664.1 
TCC 43957 16S ribosomal RNA, partial sequence 2916456 291794 
; Firmicutes; Bacillales; Staphylococcus. 

2937223 2937137 14 100 gi|219856832|ref|NR_024651.1 


uence 2936039 293748 


Acidiphilium 
9 Acidiphilium 


multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acidiphilium. 


124140 Bacteria_16S 


2946390 2946292 6 


103 


gi 


219856826 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacteria; 
124140 Bacteria_16S 


Firmicutes; 
2965906 2965863 57 


Lactobacillales; 


100 


strain S37 16S ribosomal RNA, partial sequence 


Proteobacteria; 


124140 Bacteria_16S 


strain LS-13 16S 
Proteobacteria; 


europaeus strain 
Bacteria; 


124140 Bacteria_16S 


Alphaproteobacteria; 
2991901 2991853 51 


3004181 3004095 14 


3079692 3079610 15 


99 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; 
124140 Bacteria_16S 


100 


97 


Lactobacillaceae; 


gi 


219856812 


2964771 29662 


Sphingomonadales; 


gi 


219846929 


2990709 29921 


gi 


DES11 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


219846921 
30029 


219846869 


multipotens strain RH-8 16S ribosomal RNA, partial sequence 30784 


Bacteria; 


Bacteria; 


124140 Bacteria_16S 


3081268 3081186 15 


3118863 3118777 14 


intermedius strain TF2 16S ribosomal RNA, 


Bacteria; 


strain 2045-94 1 
Firmicutes; 


sibiricus strain 


strain NZ35 16S 
Firmicutes; Clos 


124140 Bacteria_16S 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial 
Clostridia; 


aeronauticum Bac 


124140 Bacteria_16S 


strain LLAP12 16 
Bacteria; Proteo 


strain L2 16S ri 
Proteobacteria; 


halophilus strai 
halophilus Bacte 


124140 Bacteria_16S 


strain DSM 8720 
Firmicutes; Baci 


124140 Bacteria_16S 


strain IndiB4 16 
Firmicutes; Clos 


124140 Bacteria_16S 


hansenii strain 
hansenii Bacteri 
Gluconacetobacte 


124140 Bacteria_16S 
liquefaciens strain IFO 12388 16S ribosomal RNA, partia 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacte 


Gluconacetobacte 


124140 Bacteria_16S 
acetivorans strain A63 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 
124140 Bacteria_16S 


Proteobacteria; 
124140 Bacteria_16S 


3142838 3142751 15 


3170223 3170192 6 


3197755 3197712 57 


3241564 3241533 6 


tridia; Clostridiales; 
3247667 3247573 7 
teria; Firmicutes; 
3267111 3267059 51 


3268529 3268477 51 


3361580 3361529 50 
n 
ria; Firmicutes; 

3541472 3541421 50 
16S ribosomal RNA, 
llales; Bacillaceae; 
3552312 3552281 6 
tridia; Clostridiales; 
3553837 3553751 14 
N 
a; 
r. 


3555368 3555282 14 


r. 
3588765 3588683 15 


3845417 3845366 50 


Bacillales Family XI. 


97 


6S ribosomal RNA, partial sequence 
Bacillales; 
124140 Bacteria_16S 
proteolyticus strain DSM 
proteolyticus Bacteria; 
124140 Bacteria_16S 


3080033 3081558 Desulf 
Desulfurellaceae; 
100 gi| 219846843 |ref|NR_026435.1 
complete sequence 3117680 3119160 Glucon 
Acetobacteraceae 
102 gi| 219846827 |ref|NR_026419.1 
3141609 31431 
Incertae Sedis; Gemella. 
38 gi|219846808|ref|NR_026400.1 
al sequence 3169032 317049 
Deinococci; Deinococcales; Deinococc 
100 gi|219846790|ref|NR_026382.1 
3196654 319807 


38 


ribosomal RNA, partial sequence 
Clostridiaceae; 


101 


103 


S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Legionel 
124140 Bacteria_16S 
bosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 
124140 Bacteria_16S 
DSM 20408 16S ribosomal RNA, partial 
Bacillales; 


Bacillus. 


S ribosomal RNA, partial sequence 


strain AW 25 16S ribosomal RNA, partial sequence 


Firmicutes; Baci 


124140 Bacteria_16S 


llales; Staphylococcus. 
3942688 3942602 14 


100 


strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


Proteobacteria; Deltaproteobacteria; Desulfurellales; 
124140 Bacteria_16S 
propionica strain 


gi 


U-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurellales; 


20540 16S ribosomal RNA, parti 
Deinococcus-Thermus; 


gi 


219846868 


Alphaproteobacteria; Rhodospirillales; 


RB16-17 16S ribosomal RNA, partial sequence 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 
Sandaracinobacter. 
124140 Bacteria_16S 


219846760 


3240430 32418 


gi 


Clostridiales; 


gi 


Thermobrac 
219846756 
sequence 


219846743 


3265947 32672 


CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


lales; Leg 

103 gi|219846742 

3267345 32688 

ionellacea 

101 gi|219846676 
sequence 

Bacillaceae; Marinoc 

101 gi| 219846549 

complete sequence 3540266 35417 

38 gi| 219846542 

3551089 35526 

Clostridiaceae; Caloramato 

100 gi|219846541 

quence 

Rhodospir 

100 gi| 219846540 

1 sequence 

ria; Rhodo 

97 gi| 219846517 

nce 35875 

ellales; D 

101 gi| 219846332 


3844228 38456 


gi 


219846264 


Sphingomonadaceae; 


Desulfurellaceae; 


Sphingomonadales; 


Peptococcaceae; 


ref|NR_024645.1 

2945130 294667 
Lactobacillu 
ref |NR_024631.1 
22 Sphingopyxis 
Sphingo 
ref|NR_026521.1 
58 Fluoribacter 
Fluoribacter. 
ref |NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026461.1 
57 3079982 Desulf 


ref|NR_026460.1 


Sphing 


ref |NR_026352.1 
hium. 
ref |NR_026348.1 

3246473 324794 
Des 
ref |NR_026335.1 
ionellaceae; Leg 
ref |NR_026334.1 


e; Legionella. 
ref |NR_026268.1 
3360383 336190 
occus. 
ref|NR_026141.1 


ref|NR_026134.1 
Gis 
ref |NR_026133.1 

3552654 355413 
illales; Acetoba 


ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_025922.1 


ref 


Lactobacillus 
8 Lactobacillus 
Ss. 
Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Fluoribacter gormanii 


gormanii Bacteria; 


Gluconacetobacter 
acetobacter europaeus 
; Gluconacetobacter. 

Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 

Desulfurella. 

Gluconacetobacter 
acetobacter intermedius 
+ Gluconacetobacter. 

Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Deinococcus 
7 Deinococcus 
aceae; Deinococcus. 
Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Marinococcus 
2 Marinococcus 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Desulfurella 

urella acetivorans 
Desulfurella. 
Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


NR_025854.1 


Acidiphilium rubrum 


3941522 3942934 Acidiphilium rubrum Bacteria; 


124140 Bacteria_16S 3944149 3944063 14 100 gi| 219846263 |ref|NR_025853.1 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidip 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
124140 Bacteria_16S 3947069 3946983 14 100 gi|219846261|ref|NR_025851.1 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
124140 Bacteria_16S 3948534 3948448 14 100 gi|219846260|ref|NR_025850.1 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
124140 Bacteria_16S 3955954 3955911 57 100 gi| 219846255 |ref|NR_025845.1 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 39562 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulu 
124140 Bacteria_16S 3958948 3958897 50 101 gi| 219846253 |ref|NR_025843.1 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 395924 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolacto 
124140 Bacteria_16S 3966462 3966419 57 100 gi|219846248|ref|NR_025838.1 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 396678 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Novosphingobium. 

124140 Bacteria_16S 3970928 3970885 57 100 gi| 219846245 |ref|NR_025835.1 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodot 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
124140 Bacteria_16S 3995762 3995719 57 100 gi|219846228|ref|NR_025818.1 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
124140 Bacteria_16S 3997253 3997210 57 100 gi| 219846227 |ref|NR_025817.1 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 399757 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryth 
Erythrobacter. 

124140 Bacteria_16S 3998747 3998704 57 100 gi|219846226|ref|NR_025816.1 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 399906 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryt 
Porphyrobacter. 

124140 Bacteria_16S 4036624 4036581 57 100 gi|219846199|ref|NR_025789.1 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 
124140 Bacteria_16S 4041170 4041119 50 101 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 4133392 4133297 6 101 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

124140 Bacteria_16S 4206817 4206723 7 101 gi|219846071|ref|NR_025661.1 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 420703 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
Thioalkalivibrio. 

124140 Bacteria_16S 19292 19262 7 38 gi|265679051|ref|NR_029359.1 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fle 
Hymenobacter. 

124140 Bacteria_16S 33118 33052 6 72 gi| 265679042 |ref|NR_029350.1 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

124140 Bacteria_16S 43498 43432 6 72 gi|265679035|ref|NR_029343.1 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Nocardiopsaceae; Nocardiopsis. 

124140 Bacteria_16S 46513 46447 6 72 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
124140 Bacteria_16S 66368 66302 6 72 gi|265679020|ref|NR_029328.1 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
124140 Bacteria_16S 85784 85718 6 72 gi|265679006|ref|NR_029314.1 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial seque 


Actinomycetales; 


124140 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


124140 Bacteria_16S 


lales; Bacillaceae; Halobacillus. 


102665 102599 6 72 


gi 


Streptosporangineae; Nocardiopsaceae; Nocardiops 
101055 101004 50 101 gi| 265678996 
ibosomal RNA, complete sequence 99832 10139 


265678995 


is. 
ref |NR_029304.1 
0 Halobacillus 


Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Sporolactobacillus 

4 Sporolactobacillus 

bacillus. 
Novosphingobium 

8 Novosphingobium 

gomonadaceae; 


Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Bacillus fordii strain 
ria; Firmicutes; 


Halobacillus locisalis 


locisalis Bacteria; 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Halobacillus litoralis 


litoralis Bacteria; 


ref |NR_029303.1 


Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 


thermoaerophilus Bacteria; 


Aneurinibacillus. 
124140 Bacteria_16S 
conspicuum strain 


108686 108620 6 


72 


gi 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
124140 Bacteria_16S 

G33 16S ribosomal RNA, 
Actinobacteridae; 
124140 Bacteria_16S 


Mycobacterium. 


110178 110112 6 
partial sequence 


116433 116367 6 


72 


108968 110448 Kocur 
ococcaceae; 


72 


gi 


Actinomycetales; Micrococcineae; Micr 


gi 


265678990 


3895/92 16S ribosomal RNA, partial sequence 


265678989 


265678985 


vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
124140 Bacteria_16S 
cellulans strain 


Promicromonosporaceae Hi 


124140 Bacteria_16S 121010 120944 6 72 gi| 265678982 |ref|NR_029290.1 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
124140 Bacteria_16S 124098 124032 6 72 gi|265678980|ref|NR_029288.1 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
124140 Bacteria_16S 137715 137649 6 72 gi|265678971|ref|NR_029279.1 
strain 27 16S ribosomal RNA, partial sequence 136495 13800 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
124140 Bacteria_16S 139274 139208 6 72 gi|265678970|ref|NR_029278.1 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
124140 Bacteria_16S 140803 140737 6 72 gi| 265678969 |ref|NR_029277.1 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
124140 Bacteria_16S 159069 159003 6 72 gi| 265678957 |ref|NR_029265.1 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Microbacteriaceae; Microbacterium. 

124140 Bacteria_16S 226346 226280 6 72 gi|265678912|ref|NR_029220.1 


Mycobacterium. 


119509 119443 6 


Cellulosimicrobium. 


72 


strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


124140 Bacteria_16S 
aichiense strain 


Mycobacterium. 
124140 Bacteria_16S 


227853 227787 6 72 gi| 265678911 |ref 

49005 16S ribosomal RNA, partial sequence 22663 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
229359 229293 6 72 gi|265678910|ref 


strain 47001 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


124140 Bacteria_16S 


230867 230801 6 


72 


strain 358 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


124140 Bacteria_16S 


243344 243278 6 


novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; 
124140 Bacteria_16S 
strain MCRL 0044 


Mycobacterium. 


265892 265826 6 


72 


gi 


225125 22658 
nebacterineae; 


228138 22959 


Cory 
gi 


229646 23110 
nebacterineae; 


Cory 
gi 


265678983 


DSM 43879 16S ribosomal RNA, partial sequence 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


265678909 


265678900 


complete sequence 


72 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


124140 Bacteria_16S 


274975 274909 6 


72 


gi 


strain S-16 16S r 
Tenericutes; Moll 


124140 Bacteria_16S 


strain F 628 16S 


strain MK (Kaplan 


Proteobacteria; Alphaproteobacteria; 


fever group. 


124140 Bacteria_16S 


strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
297823 297757 6 72 gi 
ribosomal RNA, partial sequence 


317441 317356 15 100 gi 
) 16S ribosomal RNA, partial sequence 
Rickettsiales; Ric 


334433 334367 
16S ribosomal RNA, 


6 72 gi 
partial sequence 


124140 Bacteria_16S 


strain DSB MGU 15 


349617 349551 6 72 gi 
-6 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetales; 


265678883 


16S ribosomal RNA, partial sequence 264725 26613 


265678877 


273748 27524 


265678862 


296587 29794 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
124140 Bacteria_16S 


265678849 
31628 


265678838 
33324 


265678825 


ref 


ref 


ref 


R 


ref 


ref 


ref 


ref 


ref 


107522 10891 
Actinomycetales; 


15240 11673 
Actinomycetal 


118321 119772 


1 Mycobacterium 


2 228087 Mycoba 


5 Mycobacterium 
nebacterineae; 


3 Mycobacterium 


242123 24363 
e; Actinomycet 


NR_029298.1 
7 
Corynebac 


NR_029297.1 


NR_029293.1 
0 


es; Coryneba 


NR_029291.1 


3 Micrococci 


Mycobacteri 
NR_029219.1 


cterineae; M 


NR_029218.1 


Mycobacteri 
NR_029217.1 


Mycobacteri 
NR_029208.1 
9 
ales; Coryne 
NR_029189.1 


Pseudonocar 
NR_029183.1 


ref 


Mycoba 
ref 


Ricketts 


ref 


Corynebacterine 


ref 


NR_029168.1 
9 Mycobacterium 


NR_029154.1 
2 317695 Ricket 


kettsiaceae; 


NR_029143.1 
5 334704 Mycoba 


NR_029130.1 


cteri 


ieae 


ae; M 


Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Mycobacterium 
Mycobacterium 
terineae; 


Kocuria varians strain 


ia varians Bacteria; Actinobacteria; 
; Kocuria. 


Mycobacterium 
Mycobacterium 
cterineae; 


Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Microbacterium 
Microbacterium 
cineae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
bacterineae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
donocardineae; 


diaceae; Kutzneria. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Agromyces hippuratus 


348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


124140 Bacteria_16S 
nipponensis strai 
nipponensis Bacte 
Streptomycetaceae; Kitasatospora. 
124140 Bacteria_16S 377923 377857 6 
XILO1 16S ribosomal RNA, 
Actinobacteridae; 
124140 Bacteria_16S 397801 397735 6 
xylanilytica strain XIL11 16S ribosomal 
xylanilytica Bact 
Cellulomonadaceae; Cellulomonas. 

124140 Bacteria_16S 402464 402398 6 
subsp. nitratus strain IMET 11532, 
cerinus subsp. ni 
Microbacteriaceae; 
124140 Bacteria_16S 
gastricus strain 
gastricus Bacteria; 
124140 Bacteria_16S 
strain YIM 31530 


374824 374758 6 


Agromyces. 
413381 413284 6 


Firmicutes; 
462594 462528 6 


124140 Bacteria_16S 
J18 16S ribosomal 
Actinobacteridae; 
124140 Bacteria_16S 
brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; Mycobacterium. 

124140 Bacteria_16S 480841 480775 6 
boenickei strain 
Bacteria; Actinob 
Mycobacterium. 


467129 467063 6 
RNA, partial sequence 


479292 479226 6 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


Kx156A7 16S ribosomal RNA, 


Lactobacillales; 


72 


72 


n HKI 0315 16S ribosomal RNA, partial 


ria; Actinobacteria; Actinobacteridae; 


eria; Actinobacteria; Actinobacteridae 


tratus Bacteria; Actinobacteria; Actin 


Actinomycetales; Micrococcineae; Micr 


n W6743 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


72 gi|265678805|ref|NR_029110.1| Kitasatospora 
sequence 373661 375050 Kitasatospora 
Actinomycetales; Streptomycineae; 
72 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
obacteriaceae; Agromyces. 
72 gi|265678790|ref|NR_029095.1| Cellulomonas 
RNA, complete sequence 396579 398094 Cellulomonas 
; Actinomycetales; Micrococcineae; 
72 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
obacteridae; Actinomycetales; Micrococcineae; 
103 gi|265678779|ref|NR_029084.1| Lactobacillus 
complete sequence 412124 413673 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
72 gi| 265678743 |ref|NR_029048.1| Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


ionibacterineae; Nocardioidaceae; Kribbella. 

gi|265678740|ref|NR_029045.1| Rothia amarae strain 
465880 467346 Rothia amarae Bacteria; Actinobacteria; 

ococcaceae; Rothia. 
gi|265678732|ref|NR_029037.1| Mycobacterium 

uence 478074 479572 Mycobacterium 

Actinomycetales; Corynebacterineae; 
gi|265678731|ref|NR_029036.1| Mycobacterium 


72 


W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nce 47962 


ales; 


Cory 


3 481120 Mycoba 
neba 


cterineae; M 


cterium boenickei 
ycobacteriaceae; 


124140 Bacteria_16S 520754 520724 7 38 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

124140 Bacteria_16S 522281 522251 7 38 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
124140 Bacteria_16S 531434 531368 6 72 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

124140 Bacteria_16S 539073 539007 6 72 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

124140 Bacteria_16S 543618 543560 14 72 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 


strain JR 16S rib 
Deferribacteres; Deferribacterales; 
124140 Bacteria_16S 
pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; Mycobacterium. 

124140 Bacteria_16S 583108 583078 7 
strain LF13 16S r 
Caldithrix. 
124140 Bacteria_16S 
strain ED 11/3LLK 
Aquificae; Aquificales; 
124140 Bacteria_16S 
holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 
124140 Bacteria_16S 
aerolatum strain 
Bacteria; Actinob 
Microbacterium. 
124140 Bacteria_16S 
strain E846 16S r 


581547 581481 6 


604144 604093 50 


618023 617957 6 


619504 619438 6 


625431 625365 6 


124140 Bacteria_16S 648535 648469 6 


osomal RNA, partial sequence 


72 


38 


ibosomal RNA, partial sequence 


10 


72 


72 


72 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


72 


542382 54390 


Deferribacteraceae; 


gi 


in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


gi 


265678665 
sequence 


v 


265678664 


581868 58337 


1 gi 


16S ribosomal RNA, partial sequence 


Desulfurobacteriaceae; Thermovi 


gi 


1406 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


265678649 
60290 
brio. 
265678640 
nce 61679 
ales; Cory 


265678639 
ce 61837 


ales; Micr 


265678635 


624219 62572 


gi 


nebacterin 
265678619 


Deferriba 


Actinomyceta 


0 Deferribacter 
cter. 
ref |NR_028970.1 

580337 581817 
les; Coryneb 


ref|NR_028969.1 


ref |NR_028954.1 
5 604369 Thermo 


ref |NR_028945.1 
5 618320 Mycoba 
nebacterineae; M 


ref |NR_028944.1 
1 619715 Microb 
ococcineae; Micr 


ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 


abyssi Bacteria; 
Mycobacterium 
Mycobacterium 


acterineae; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 


ref|NR_028924.1 


Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


124140 Bacteria_ 


strain W16 16S r 
Actinobacteria; 


124140 Bacteria_ 


strain NA 1 16S 
Proteobacteria; 


124140 Bacteria_ 


strain NCTC 1061 
Proteobacteria; 


124140 Bacteria_ 


indolicum strain 
Bacteria; Proteo 


124140 Bacteria_ 


catecholicum str 
catecholicum Bac 


124140 Bacteria_ 


strain 216 16S r 
Actinobacteria; 
Luteococcus. 


124140 Bacteria_ 


strain gM-1 16S 
Actinobacteria; 


124140 Bacteria_ 


botniense strain 
Bacteria; Actino 
Mycobacterium. 


124140 Bacteria_ 


marismortui stra 
Bacteria; Firmic 


124140 Bacteria_ 


strain PIPN-2 16 
Tenericutes; Mol 


124140 Bacteria_ 


VKM Ac-1800 16S 
Actinobacteria; 


124140 Bacteria_ 


strain V33 16S r 
Proteobacteria; 


124140 Bacteria_ 


ingluviei strain 
Bacteria; Firmic 


124140 Bacteria_ 


montefiorense st 
montefiorense Ba 
Mycobacteriaceae 


124140 Bacteria_ 


microaerophilum 
microaerophilum 
Propionibacteria 


124140 Bacteria_ 


ruestringensis s 
ruestringensis B 


124140 Bacteria_ 


trevisanii strai 
trevisanii Bacte 


124140 Bacteria_ 


strain AS4.0578 
Actinobacteria; 


124140 Bacteria_ 


strain NRRL B-16 
Bacteria; Actino 
Lentzea. 


124140 Bacteria_ 


koreensis strain 
Bacteria; Actino 
Catellatospora. 


124140 Bacteria_ 


strain VKM Ac-17 
Bacteria; Actino 
Rathayibacter. 


124140 Bacteria_ 


strain VKM Ac-18 


16S 675521 675455 6 72 
ibosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 


gi 


16S 681607 681561 57 103 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 


16S 683012 682966 57 103 gi 
7 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 
16S 686031 685965 6 72 gi 
In04 16S ribosomal RNA, partial sequen 
bacteria; Deltaproteobacteria; Desulfob 
16S 689099 689053 57 103 gi 
ain NZva20 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobacte 
16S 708415 708349 6 72 gi 
ibosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Prop 
16S 713018 712952 6 72 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 714577 714511 6 72 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


b 


16S 719244 719193 50 101 gi 
in 123 16S ribosomal RNA, complete sequ 
utes; Bacillales; Bacillaceae; Virgibac 
16S 737606 737540 6 72 gi 
S ribosomal RNA, partial sequence 
licutes; Entomoplasmatales; Entomoplasm 
16S 756486 756420 6 72 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 761040 760994 57 103 gi 
ibosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 
16S 808678 808581 6 103 gi 
KR3 16S ribosomal RNA, partial sequenc 
utes; Lactobacillales; Lactobacillaceae 
16S 811690 811624 6 72 gi 
rain ATCC BAA-256 16S ribosomal RNA, pa 
cteria; Actinobacteria; Actinobacterida 
; Mycobacterium. 

16S 855641 855575 6 72 gi 
strain M 5 16S ribosomal RNA, partial s 
Bacteria; Actinobacteria; Actinobacteri 
ceae; Propionibacterium. 

16S 864930 864900 7 38 gi 
train Bl 16S ribosomal RNA, partial seq 
acteria; Bacteroidetes; Flavobacteria; 

16S 869539 869509 7 38 gi 
n 'WeeTee' 1999 16S ribosomal RNA, part 
ria; Fusobacteria; Fusobacteriales; Fus 
16S 878337 878271 6 72 gi 
1 
Actinobacteridae; Actinomycetales; Pseu 
16S 881344 881278 6 72 gi 
137 16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomycet 


16S 882846 882780 6 72 gi 
LM042 16S ribosomal RNA, partial seque 
bacteria; Actinobacteridae; Actinomycet 
16S 
9 
b 


885931 885865 6 72 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


16S 887467 887401 6 72 gi 
04 16S ribosomal RNA, partial sequence 


265678599 


674316 67581 


ococcineae 
265678595 


680477 68183 


eriaceae; 
265678594 
68188 
eriaceae; 
265678592 
ce 68477 
acterales; 
265678590 
equence 
ria; Desul 
265678577 


707255 70861 


ionibacter 


265678574 


711792 71330 


nebacterin 
265678573 
ce 71335 
ales; Cory 


265678569 
ence 71801 
illus. 

265678556 


736380 73789 


ataceae; E 
265678542 


755262 75674 


ococcineae 
265678539 


759866 76120 


eriaceae; 

265678507 
e 80741 
; Lactobac 
265678505 
rtial sequ 
e; Actinom 


265678475 
equence 
dae; Actin 


265678469 
uence 

Flavobacte 
265678466 
ial sequen 
obacteriac 
265678460 


6S ribosomal RNA, partial sequence 877138 87856 


donocardin 
265678458 

88012 
ales; Pseu 
265678456 
nce 88163 
ales; Micr 


265678454 
88470 


ales; Micr 


265678453 


ref 


; De 
ref 


Neis 
ref 


Neis 
ref 


Des 
ref 


foba 
ref 


inea 


ref 


eae; 
ref 


neba 


ref 


ref 


ntom 
ref 


7 Mi 
ref 


Neis 
ref 


illu 
ref 
ence 
ycet 
ref 
omyc 


ref 


rial 
ref 


eae; 
ref 


eae; 
ref 


dono 
ref 
omon 
ref 


ococ 


0 Dermatophilus 


2 683236 Neiss 


4 686292 Desul 


687908 68940 


8 Mycobacterium 


9 714869 Mycob 


9 719581 Virgi 


7 Entomoplasma 


854408 85593 


863710 86513 


ce 868327 86978 


9 881579 Lentz 


0 883139 Catel 


1 886196 Ratha 


NR_028904.1 


rmatophilace 
NR_028900.1 


seria. 
NR_028899.1 
e 
seria. 
NR_028897.1 
£ 
ulfobacterac 
NR_028895.1 
8 
cterales; De 
NR_028882.1 


e; Propionib 


NR_028879.1 


Mycobacteri 
NR_028878.1 
a 
cterineae; M 
NR_028873.1 
b 


NR_028860.1 


oplasma. 
NR_028846.1 


crobacteriac 
NR_028843.1 


seria. 
NR_028810.1 


2 808917 Lactob 


Ss. 
NR_028808.1 

810468 
ales; Coryne 
NR_028778.1 
1 


Prop 


etales; 
NR_028772.1 
5 
es; Flavobac 
NR_028769.1 
7 
Leptotrichi 
NR_028763.1 


Actinosynne 
NR_028760.1 
e 
cardineae; A 
NR_028758.1 
1 
osporineae; 


NR_028756.1 


Yy 


cineae; Micr 


ref 


NR_028755.1 


Dermatophilus chelonae 
chelonae Bacteria; 
ae; Dermatophilus. 
Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Virgibacillus 
acillus marismortui 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Lactobacillus 
acillus ingluviei 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Muricauda 

Muricauda 

teriaceae; Muricauda. 
Leptotrichia 
Leptotrichia 

Boe 
Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 

a californiensis 

ctinosynnemataceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 


886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 


124140 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


124140 Bacteria_16S 


VKM Ac-1401 16S r 


907343 907297 57 103 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


912027 911961 6 72 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 
train NRRL B-3298 16S ribosomal RNA, p 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


124140 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


124140 Bacteria_16S 


strain BARC318 16 


913547 913481 6 72 


gi 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

927558 927512 57 103 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


982851 982785 6 
S ribosomal RNA, 


72 gi 


910794 91228 


complete sequence 981620 98314 


265678440 
al sequenc 
eria; Desu 


265678437 


ococcineae; 
265678436 

artial seq 
dae; Actin 


265678427 
quence 
ria; Desul 


265678389 


ref 
e 906169 90766 
lfob 


ref 
1 Leifsonia poae Bacteria; 


ref 
uenc 
omyc 


ref 
926361 92785 
foba 


ref 
1 Entomoplasma 


Mi 


NR_028742.1 
6 
acterales; D 
NR_028739.1 


crobacteriac 
NR_028738.1 
e 912332 
etales; Pseu 


NR_028729.1 
2 
e 


cterales; D 


NR_028691.1 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Leifsonia poae strain 


eae; Leifsonia. 
Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Desulfotalea 
Desulfotalea 


sulfobulbaceae; 


Entomoplasma freundtii 


freundtii Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

124140 Bacteria_16S 1027292 1027246 57 103 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 

124140 Bacteria_16S 1031848 1031782 6 72 gi| 265678357 |ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

124140 Bacteria_16S 1048768 1048702 6 72 gi|265678346|ref|NR_028648.1| Micromonospora eburnea 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 1049049 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

124140 Bacteria_16S 1077195 1077129 6 72 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 

124140 Bacteria_16S 1086213 1086147 6 72 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
124140 Bacteria_16S 1102812 1102746 6 72 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 


strain 14 16S rib 
Actinobacteria; A 


124140 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


124140 Bacteria_16S 


multipartita DSM 
44233 Bacteria; A 
Nakamurella. 


124140 Bacteria_16S 


strain Cal06 16S 
Actinobacteria; A 


124140 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


124140 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


124140 Bacteria_16S 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


124140 Bacteria_16S 


strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 


124140 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1113512 1113446 6 72 gi 

76 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


1161932 1161866 6 72 gi 
44233 16S ribosomal RNA, partial seque 
ctinobacteria; Actinobacteridae; Actin 


1217892 1217826 6 72 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1219326 1219260 6 72 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


1234543 1234477 6 72 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
; Microbacterium. 

1236056 1235990 6 72 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

1251101 1251035 6 72 gi 

16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


’ 


1279520 1279454 6 72 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 


gi 


124140 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


1282471 1282405 6 72 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 


1101592 11031 


1216681 12181 


1278319 12798 


ococcineae; 


265678300 
e 11123 
ales; Micr 


228721225 
nce 11607 
omycetales 


v 


219878473 


ococcineae; 


219878368 
12181 
ales; Prop 
219878266 
ial sequen 
ae; Actino 
219878254 
artial seq 
ridae; Act 


219857412 
12499 
Cory 


ales; 


219846093 


ataceae; M 
219846087 


ataceae; 


ref 
07 1113789 Micro 
ococ 


ref 
39 1162206 Nakamu 


ref 
48 Arthrobacter bergerei Bacteria; 


ref 
99 1219566 Luteo 
ioni 


ref 
ce 1233340 12348 
myce 


ref 
uenc 
inomycetales; C 


ref 
18 1251238 Mycob 
neba 


ref 
03 Mesoplasma corruscae Bacteria; 
esop 
ref 
1281261 1282749 Entomoplasma somnilux Bacteria; 
Entomoplasma. 


Mi 


Fr 


Mi 


crobacteriac 
NR_028601.1 
b 


cineae; Micr 


NR_027604.1 
ankineae; Na 
NR_025612.1 


crococcaceae 
NR_025507.1 

c 
bacterineae; 


NR_025405.1 
1 
tales; Micro 
NR_025393.1 
e 123486 


fo} 


NR_025000.1 
a 
cterineae; M 
NR_025683.1 


lasma. 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Arthrobacter bergerei 


v 


Arthrobacter. 
Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 


ycobacteriaceae; 


Mesoplasma corruscae 


NR_025677.1 


Entomoplasma somnilux 


124140 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; 


strain LM 161 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
124140 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


124140 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


124140 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


124140 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


124140 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


124140 Bacteria_16S 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
124140 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


124140 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


124140 Bacteria_16S 


strain CCM 132 16 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


124140 Bacteria_16S 


caeruleus subsp. 


Actinomycetales; 


124140 Bacteria_16S 


matsumotoense str 
matsumotoense Bac 
Micromonosporacea 


124140 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
124140 Bacteria_16S 


strain B8 16S rib 
Proteobacteria; B 


124140 Bacteria_16S 


strain B6 16S rib 
Proteobacteria; B 


124140 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


124140 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


124140 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


124140 Bacteria_16S 


ie 
124140 Bacteria_16S 


Couchioplanes caeruleus subsp. 


1290176 1290110 6 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1300581 1300515 6 72 

ribosomal RNA, complete sequence 


72 gi 
Cori 
gi 


1328249 1328152 6 103 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1349666 1349600 6 72 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


al 


al 


1402313 1402247 6 72 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1406688 1406642 57 103 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


Ac 


v 


1417301 1417235 6 72 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


1440446 1440380 6 72 
ribosomal RNA, partial sequence 


gi 


1452572 1452506 6 72 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1458527 1458430 7 104 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


al 
Ac 


1461522 1461456 6 72 
S ribosomal RNA, partial sequence 


gi 


oc 
1476676 1476610 6 72 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1494954 1494888 6 72 gi 
caeruleus strain DSM 44103 16S ribosomal 


1 


’ 


mp 


Micromonosporineae; Micromonosporaceae; 
1532574 1532508 6 72 gi 

ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 

1540202 1540136 6 72 gi 
38 16S ribosomal RNA, partial sequence 


ti 
e; 


do 
1549334 1549292 61 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1550800 1550758 61 103 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1552268 1552226 61 103 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1561231 1561165 6 72 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

1568694 1568664 7 38 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 


103 gi 


ua 


ua 
en 


ri 


La 
gi 


Leptotri 


219846501 
complete sequence 1289055 12904 
obacterine 
219846779 
1299363 13008 
ionibacter 
219846129 
rtial sequ 


228720600 
1348448 13499 


228715351 


219857143 
quence 
eria; 


224581447 


224581428 
14392301 
donoca 
224581419 
uence 

Actin 


224581414 


224581412 
1460297 14618 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 219878445 


219846703 


219857427 


219857376 
219857245 
1548180 15495 


219857244 
1549646 15510 


219857243 


219846147 
eq 


219846057 
1567482 15689 


ref|NR_026093.1 


Coriobacteri 
NR_026371.1 


ae; 
ref 


inea 
ref 
ence 


e; Nocardioi 
NR_025719.1 

132699 
obacillaceae; La 
ref|NR_027595.1 
42 Sanguibacter 
ococcineae; San 


es; Lact 


es; Micr g 
ref|NR_027523.1 
11 1402554 Leifso 


tales; Micrococc 


14011 
tinomyce 


ref|NR_024771.1 
1405568 140698 


Rhodospirillales; Ac 


ref|NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


14160 


es; Pseu 
ref|NR_027210.1 
4407 
rdineae; Actinosynne 
ref |NR_027200.1 

1451367 145284 
omycetales; Micromon 
ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


seq 
tino 


ue 
my 


ne 
ce 


ref |NR_027193.1 


; Micrococcaceae 
ref|NR_025584.1 
1475465 147693 
cetales; Coryneb 
ys 
ref 
rtia 


occineae 


sequence 
Actinomy 
lex (MAC 
NR_026295.1 
RNA, pa 1 sequence 
lane 
ref 
al sequence 
Actinomycet 


Couchiop s. 
NR_025015.1 
153135 

ales; Microm 
ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref |NR_024875.1 
95 Aquabacterium 
m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref |NR_025737.1 
1560055 156148 
cetales; Coryneb 


15389 
nocardin 


bacteriu 


bacteriu 


ce 15511 
ales; Aq 


uence 
Actinomy 


ref |NR_025647.1 
67 Leptotrichia 
chia. 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Lactobacillus sakei 

5 1328388 Lactobacillus 

ctobacillus. 
Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Saccharomonospora 
romonospora glauca 


seudonocardiaceae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Micromonospora 

3 Micromonospora 

osporineae; 


Arcanobacterium 
5 Arcanobacterium 


ineae; Actinomycetaceae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Micromonospora 
9 1532864 Micromonospora 
onosporineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


1574727 1574661 6 72 gi 


219856868 


ref |NR_024687.1 


Umezawaea tangerina 


strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 


124140 Bacteria_ 


strain JCM 9114 1 


2782 Bacteria; 


strain DSM 43049 


strain DSM 40597 


Streptomycineae; 


124140 Bacteria_16S 


strain DSM 12798 


16S 1576253 1576187 6 72 


gi 


1577768 1577679 14 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 
1597783 1597717 6 72 gi 


103 gi 


Stre 
1599331 1599265 6 72 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1600879 1600813 6 


La 
72 gi 
Stre 
1602427 1602361 6 72 gi 
oticus strain DSM 43156 16S ribosomal 


Streptomycetaceae; Streptomyces. 


1605526 1605460 6 72 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 
arilaitensis stra 
arilaitensis Bact 


Arthrobacter. 


124140 Bacteria_16S 
bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 
124140 Bacteria_16S 
frigoris strain R 
Bactero 
124140 Bacteria_16S 


Bacteria; 


albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 
124140 Bacteria_16S 


strain R5292 16S 


1607067 1607001 6 72 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


1626576 1626510 6 72 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Arsenicicoccus. 

1628107 1628077 7 38 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1666238 1666172 6 72 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1682970 1682873 7 104 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


124140 Bacteria_16S 
paraoxydans strai 
Bacteria; Actinob 


Microbacterium. 


124140 Bacteria_16S 


rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 


124140 Bacteria_16S 


strain DSM 44222 


1698282 1698216 6 72 gi 
n CF36 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


1727192 1727126 6 72 gi 
DSM 44223 16S ribosomal RNA, partial s 


Mycobacterium. 


1728731 1728665 6 72 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


124140 Bacteria_16S 


strain DSM 44515 


1730267 1730201 6 72 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


124140 Bacteria_16S 
moriokaense strai 
moriokaense Bacte 


Mycobacteriaceae; 


124140 Bacteria_16S 
paurometabola str 
paurometabola Bac 
Cellulomonadaceae 
124140 Bacteria_16S 


strain DSM 46000 


1731780 1731714 6 72 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1806122 1806056 6 72 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
; Oerskovia. 

1807660 1807594 6 


, 


72 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 
flaccumfaciens pv 
Curtobacterium flaccumfaciens pv. 


Actinomycetales; 


124140 Bacteria_16S 


1812242 1812176 6 72 gi 
flaccumfaciens strain LMG 3645 16S r 


Cur 
gi 


Micrococcineae; Microbacteriaceae; 
1821451 1821385 6 72 


a; Actinobacteria; Actinobacteridae; Act 


219856867 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
124140 Bacteria_16S 
papyrosolvens DSM 
Fi 
124140 Bacteria_16S 


do 
219846510 
ence 15765 
lo 
219878480 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 
olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 
124140 Bacteria_16S 


pt 
219878479 


p 
te 


219878478 


16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 
purpurogeneiscler 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 
219878477 
RN. 


219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
occineae 


oc 
219878472 
quence 


v 


219878459 
sequence 
Ac 


219878458 
nce 16269 
S; 
219878431 
nce 16650 
ales; 


219878420 


1681727 16832 
mycineae 


no: 
219878409 
ence 16970 
ales; 


219878390 
equence 


219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
bacterin 


ne 
219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
bacterin 


ne 

219878387 
sequence 

Actinomyc 


219878332 
al sequenc 
e; 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
occineae 


oc 
219878328 
ib 


tobacteriu 
219878322 


herbarum strain P 420/07 16S ribosomal RNA, partial sequence 


nocardin 


stridiac 


omycinea 


artial s 
ridae; Actin 


omycinea 


A, parti 


Actinomy 


tinomyce 


Flavoba 


Pseu 


Micr 


inomycet 


Actinomycet 


osomal R 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


ref |NR_024686.1 
eae; Actinosynne 
ref|NR_026102.1 
77 1578067 Clostr 
eae; Clostridiu 
ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
equence 159812 
omycetales; 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


ref|NR_025613.1 
05 Arthrobacter 
; Micrococcaceae 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


ref|NR_025598.1 
1625384 162685 
tales; Micrococc 


ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


ref|NR_025559.1 


; Actinomycetace 
ref|NR_025548.1 
56 1698545 Microb 
ococcineae; Micr 


ref|NR_025529.1 
1725987 172747 
ales; Corynebact 


’ 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref|NR_025471.1 
e 1804913 180639 
ales; Microc 


ref |NR_025470.1 


7 Ce 
ref 


NA, 


1llulomonadac 
NR_025467.1 
partial sequ 


mM. 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Clostridium 
idium papyrosolvens DSM 


m. 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Flavobacterium 
acterium frigoris 
obacterium. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Curtobacterium 
ence 1811040 1812516 


ref|NR_025461.1 
1820242 182172 


Curtobacterium 
4 Curtobacterium 


herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Curtobacterium. 


124140 Bacteria_16S 


strain P 229/10 1 


alexandrii strain 
alexandrii Bacter 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


124140 Bacteria_16S 


strain IMSNU 2200 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


124140 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


124140 Bacteria_16S 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


124140 Bacteria_16S 


strain CF-43 16S 


strain BM5 16S ri 
Proteobacteria; 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


124140 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


124140 Bacteria_16S 
ATCC 19420 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


124140 Bacteria_16S 


strain CCUG 35957 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


124140 Bacteria_16S 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


124140 Bacteria_16S 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


124140 Bacteria_16S 


avidum strain DSM 
Bacteria; Actinob 


Mycobacteriaceae; 


124140 Bacteria_16S 
aquiterrae strain GW-9 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Nocardioides. 


124140 Bacteria_16S 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 


G 


1822977 1822911 6 


1828965 1828915 51 


1836560 1836514 57 
teria; Proteobacteria; 


1867151 1867085 6 


1877725 1877659 6 


Nocardiopsis. 

1944673 1944576 6 
16S ribosomal RNA, 
tes; Lactobacillales; 
1949276 1949210 6 


, 


1959839 1959773 6 


1967472 1967442 7 


1984272 1984206 6 
ria; Proteobacteria; 


1985856 1985790 6 


2034407 2034341 6 


Mycobacterium. 
2035960 2035894 6 


2053098 2053032 6 


Mycobacterium. 
2054658 2054592 6 


; Streptomyces. 


2077459 2077393 6 


eae; Propionibacterium. 
2082129 2082063 6 


2091189 2091123 6 


Mycobacterium. 
2100345 2100279 6 


2112581 2112515 6 


72 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
124140 Bacteria_16S 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
124140 Bacteria_16S 
ain Chol-1S 16S ribosomal RNA, 
Betaproteobacte 


101 


103 


72 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
124140 Bacteria_16S 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


72 


103 


complete sequence 
Lactobacillaceae; 


72 


72 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 


38 


bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; 
124140 Bacteria_16S 


72 


n Sy t2 16S ribosomal RNA, partial seq 
Deltaproteobacter 


72 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


72 


72 


16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
124140 Bacteria_16S 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


72 


72 


72 


72 


4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
Propionibacterium. 
124140 Bacteria_16S 
heidelbergense strain 2554/91 16S ribosomal RNA, partia 
heidelbergense Bacteria; Actinobacteria; Actinobacterid 


72 


72 


72 


gi|219878321 


ococcineae; 


219878317 
quence 

a; Rhodoba 
219878311 
e sequence 
ria; Rhodo 


gi 


gi 
complet 


219878290 
18659 
omonospori 
219878283 
1 sequence 
; Actinomy 


gi 


gi 


219878232 
19433 
; Lactobac 
219878229 
uence 

tinomyceta 


gi 


gi 


gi|219878222 
1958616 19601 
Micrococcineae 
gi|219878217 
1966261 19677 
Chromatiaceae; 
gi| 219878206 
uence 
ia; Myxoco 


’ 


’ 


219878205 
uence 
a; Myxococ 


gi 


219878172 
sequence 
inomycet 


gi 


219878171 
20347 
ococcineae 
219878157 
sequence 
Actinomyce 


gi 


’ 


gi 


219878155 
al sequenc 
e; Acti 


gi 


219878138 
sequence 
Actinomyc 


gi 


219878135 
nce 20809 
ales; Prop 


gi 


219878129 
1 sequence 
ae; Actino 


gi 


, 


219878122 
nce 20991 
ales; Prop 


gi 


gi|219857660 


ref 


ref 


cter 
ref 


cycl 


ref 


ceta 


ref 


les; 


ref 


ref 


ref 
ccal 
ref 
cale 
ref 
ales 


ref 


ref 
tale 


ref 


ref 
etal 


ref 


ref 


myce 


ref 


ref 


Microbacteria 


1827843 18292 
ales; Hypho 


1835368 18368 
ales; Rhodo 


; Micromono 


1876505 18780 
les; Strept 


s 


1948071 19495 
Micrococci 


Micrococcacea 


Thiocapsa. 


1983024 19845 
es; Sorangi 


1984609 19861 
s; Sorangii 


2033216 20347 
Corynebac 


’ 


Micrococcacea 


2051875 20533 
Ss; Coryneba 


ales; Strep 


2076251 20777 
es; Propion 


bacterineae 


2089993 20914 


tales; Cory 


bacterineae 


NR_025460.1 
50 Agreia pratensis Bacteria; 


NR_025456.1 


NR_025429.1 
35 1867442 Asano 
neae 


ref |NR_025422.1 


NR_025371.1 
98 1944958 Lacto 
illu 


ref |NR_025368.1 


NR_025361.1 
16 Arthrobacter 


NR_025356.1 
04 Thiocapsa litoralis Bacteria; 


NR_025345.1 


NR_025344.1 


NR_025311.1 


NR_025310.1 
53 2036233 Rothi 


NR_025296.1 


NR_025294.1 
e 2053442 20549 
nomycet 


NR_025277.1 


NR_025274.1 
23 2082426 Propio 
ioni 


NR_025268.1 


NR_025261.1 
38 2100621 Nocard 
ioni 


NR_025249.1 
2111381 2112761 Mycobacterium pinnipedii 


Cc 


6 


9 
c 


a 


s 


0 


fo} 


b 


5 
n 


e 


5 
i 


4 
n 


0 
t 


a 
e 


9 
c 


1 
t 


5 
i 


’ 


3 
n 


, 


monadaceae; 
NR_025450.1 


Agreia pratensis 


eae; Agreia. 
Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 
Sterolibacterium 

8 Sterolibacterium 

yclaceae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Lactobacillus frumenti 
acillus frumenti 


Microbacterium 
0 Microbacterium 


eae; Microbacteriaceae; 


Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 


Thiocapsa litoralis 


Chondromyces 
8 Chondromyces 
neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Mycobacterium 

1 Mycobacterium 
terineae; 


, 


Streptomyces 
9 Streptomyces 
omycineae; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Mycobacterium 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 


124140 Bacteria_ 
strain HSL-3 16S 
Bacil 


Firmicutes; 


124140 Bacteria_ 
africanum strain 
africanum Bacteri 
Mycobacteriaceae; 
124140 Bacteria_ 
scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 
124140 Bacteria_ 
tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 
124140 Bacteria_ 
poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 
124140 Bacteria_ 


strain ATCC 5138 
Actinobacteria; 


124140 Bacteria_ 


strain MUP 1182 
Actinobacteria; 


124140 Bacteria_ 


strain ATCC 927 
Actinobacteria; 


124140 Bacteria_ 
omnivorum strain 
omnivorum Bacteri 
124140 Bacteria_ 


16S 2120137 2120086 50 
ribosomal RNA, partial sequence 

lales; Bacillaceae; Halobacillus. 
16S 2129253 2129187 6 72 gi 
ATCC 25420 16S ribosomal RNA, partial 
a; Acti 
Mycobacterium; Mycobacterium tubercul 
16S 2130731 2130665 6 72 gi 
in ATCC 


101 gi 


Mycobacterium. 
16S 2132236 2132170 6 
ATCC 27282 16S 
a; Acti 
Mycobacterium. 
16S 2133739 2133673 6 
ATCC 35087 16S 
a; Acti 
Mycobacterium. 
16S 2136770 2136704 6 72 gi 
4 16S ribosomal RNA, partial sequence 

Actinobacteridae; Actinomycetales; Cory 
16S 2148805 2148739 6 72 gi 
16S ribosomal RNA, 
Actinobacteridae; Actinomycetales; Cory 
16S 2165445 2165379 6 72 gi 
16S ribo 
Actinobacteridae; Actinomycetales; Cory 
16S 2180625 2180595 7 38 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
16S 2182141 21821117 38 gi 


72 gi 
ribosomal RNA, partial 


72 gi 
ribosomal RNA, partial 


xinjiangense strain AS 1.2749 16S ribosomal RNA, partia 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Fl 


124140 Bacteria_ 


strain NRCM 00-2 
Actinobacteria; 


124140 Bacteria_ 


strain YIM 21741 
Actinobacteria; 


124140 Bacteria_ 
venustensis strai 
Proteob 


Bacteria; 


124140 Bacteria_ 
strain Ll 16S rib 


Tenericutes; Mol 


124140 Bacteria_ 
strain K24 16S ri 


Proteobacteria; 


124140 Bacteria_ 


strain FI-13295 
Actinobacteria; 


124140 Bacteria_ 
gubbeenense strai 


gubbeenense Bact 
Microbacteriacea 


124140 Bacteria_ 


NRRL B-24104 16S 
Actinobacteria; 


124140 Bacteria_ 


strain K265 16S 
Actinobacteria; 


124140 Bacteria_ 


strain K300 16S 
Actinobacteria; 


124140 Bacteria_ 


strain G122 16S 
Tenericutes; Mol 


124140 Bacteria_ 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 


viterbiensis Bac 


16S 2218483 2218417 6 72 gi 
55 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 2229095 2229029 6 72 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 2264293 2264196 7 104 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
16S 2288649 2288583 6 72 gi 
osomal RNA, partial sequence 
licutes; Entomoplasmatales; 
16S 2308237 2308195 61 103 
bosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Al 
16S 2328010 2327944 6 72 gi 
1 
Actinobacteridae; Actinomycetales; Cory 
16S 2329416 2329350 6 72 gi 
n LMG S-19263 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae; 
e; Microbacterium. 

16S 2342970 2342904 6 72 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 2361204 2361138 6 72 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 2362723 2362657 6 72 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 2380887 2380821 6 72 
ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 
16S 2406727 2406661 6 72 gi 


gi 


gi 
Pseu 

gi 
Micr 

gi 


Micr 
gi 


teria; Firmicutes; Clostridia; Clostrid 


2118933 21204 


nobacteria; Actinobacteridae; Act 


19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


nobacteria; Actinobacteridae; Act 


nobacteria; Actinobacteridae; Act 


complete sequence 2147582 21491 


somal RNA, partial sequence 2164214 21657 


16S ribosomal RNA, partial sequence 2227890 22293 


2287434 22889 
Entomoplasmat 


2307079 23085 


6S ribosomal RNA, partial sequence 2326828 23282 


2341772 23432 


2360002 23614 


2361525 23629 


2379691 23811 


219857655|ref|NR_025244.1 


54 Halobacillus 


219857649 
sequence 

inomycet 
osis compl 
219857648 
al sequenc 


; Actinomy: 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref |NR_0252 
e 2129523 21309 
cetales; Coryne 


’ 


37.1 
8 
b 


219857647 
sequence 
inomycet 


36.1 
8 


ref |NR_0252 
2131039 21324 
ales; Corynebac 


, 


219857646 
sequence 
inomycet 


35.1 
8 


ref |NR_0252 
2132540 21339 


ales; Corynebac 


219857644 

21355 
nebacterin 
219857636 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref |NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 
ales; Flavobacte 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025168.1 


nebacterin 
219857625 


nebacterin 
219857613 
equence 

bacteriale 
219857612 
1 sequence 
avobacteri 
219857587 
22172 
nebacterin 
219857580 


ND 


Ny 


occineae; Microbacteriac 
ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 


ref|NR_025128.1 


oc 
219857557 
ence 22630 
irillales; 
219857540 


aceae; M 
219857524 


esoplasma. 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


caligenace 
219857511 


nebacterin 
219857510 
al sequenc 
Actinomyc 


219857500|ref|NR_025088.1 
Pseudonocar 


NR_025075.1 


donocardin 
219857487 


eae; 
ref 
> Mi 
ref 


crobacteriac 
NR_025074.1 


ococcineae 
219857486 
> Mi 
ref 


ococcineae 
219857473 


crobacteriac 
NR_025061.1 


Halobacillus salinus 


salinus Bacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 
Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Alcanivorax 

vorax venustensis 
e; Alcanivorax. 
Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Microbacterium 
4 Microbacterium 
cineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


219857456|ref|NR_025044.1 
2405537 240701 


iales; Clostridiaceae; Cal 


Caloramator 
6 Caloramator 
oramator. 


124140 Bacteria_ 
strain KCTC 3666 
Firmicutes; 
124140 Bacteria_ 


dichotomicum stra 
dichotomicum Bact 


124140 Bacteria_ 


strain CCUG 43179 
Firmicu 


Bacteria; 
124140 Bacteria_ 


strain 3T 16S rib 
Tenericutes; Moll 


124140 Bacteria_ 
strain B1/T1 16S 


Tenericutes; Moll 


124140 Bacteria_ 


strain PG13 16S ribosomal RNA, partial sequence 


Bacil 


16S 2450919 2450853 6 72 


gi 
lales; Thermoactinomycetaceae; Laceyel 
16S 2453996 2453930 6 72 gi 


eria; Firmicutes; 
16S 2466040 2465943 6 
16S ribosomal RNA, 
tes; Lactobacillales; 
16S 2478017 2477951 6 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2484019 2483953 6 72 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2487050 2486984 6 72 gi 


Bacillales; Thermoac 
103 gi 


72 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


124140 Bacteria_ 
strain T1-xX7 16S 


124140 Bacteria_ 


australiensis str 
australiensis Bac 
Intrasporangiacea 
124140 Bacteria_16S 


strain VKM Ac-942 


Bacteria; Actinob 


Nocardiopsis. 


124140 Bacteria_16S 
palleronii strain 
palleronii Bacter 
124140 Bacteria_16S 
strain O 16S ribo 


16S 2493120 2493054 6 72 
ribosomal RNA, partial sequence 


gi 


16S 2494607 2494541 6 72 


gi 

teria; Actinobacteria; Actinobacterida 

e; Tetrasphaera. 

2511289 2511223 6 72 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


2543895 2543849 57 103 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2577785 2577719 6 72 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 
strain I 16S ribo 


2579214 2579148 6 72 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 


2594710 2594644 6 72 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


124140 Bacteria_16S 


2627015 2626949 6 72 


gi 


bendigoensis strain Benl06 16S ribosomal RNA, partial s 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae 
Propionibacteriaceae; Tessaracoccus. 


124140 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


124140 Bacteria_16S 


strain CIP 103464 


2633043 2633013 7 38 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
2640714 2640648 6 72 gi 
16S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


124140 Bacteria_16S 


nitrophenolicus s 


nitrophenolicus B 


Nocardioidaceae; 


124140 Bacteria_16S 


strain ATCC 39419 


Bacteria; Actinob 


Kribbella. 


124140 Bacteria_16S 
juripiscarius str 


juripiscarius Bac 


124140 Bacteria_16S 


floricola strain 
Bacteria; 


strain K97-0003 1 


Proteob 
124140 Bacteria_16S 


2657389 2657323 6 72 gi 

train NSP 41 16S ribosomal RNA, partia 

acteria; Actinobacteria; Actinobacteri 

Nocardioides. 

2660433 2660367 6 72 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


2679903 2679852 50 101 gi 
ain IS40-3 16S ribosomal RNA, partial 

teria; Firmicutes; Bacillales; Bacilla 
2696140 2696094 57 103 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2724953 2724887 6 72 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 


2742951 27429217 38 gi 


in KCTC 3667 16S ribosomal RNA, partia 


complete sequence 
Lactobacillaceae; 


ain 109 16S ribosomal RNA, partial seq 


la 
1 
te 


’ 


oc 


ue 
e; 


al 


Ss 


v 


oc 


oc 


ne 


eq 


’ 


ct 


ne 


ak 
da 


al 


se 
ce 
ne 


23 


om 


219857419 
16S ribosomal RNA, partial sequence 2449732 24511 


219857417 
219857406 
219857398 


2476824 24782 


219857394 
2482825 24842 


219857392 
2485849 24873 


219857388 
2491905 24933 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
219857387 


219857370 


219857348 
219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 


219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
219857272 


219857247 


219857237 
2631843 26332 
219857231 


219857219 


219857217 


219857203 
219857191 


219857172 
6S ribosomal RNA, partial sequence 2723739 27252 


ref|NR_025007.1 


ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref |NR_024994.1 
63 2466330 Lactob 
illus 


ref|NR_024986.1 


sequence 
nomyceta 


24647 
Lactobac 


ref|NR_024982.1 


ref|NR_024980.1 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024975.1 
nce 2493400 249486 
Actinomycetales; Microc 


occineae 


ref |NR_024958.1 
68 2511541 Nocard 


ptosporangineae; 


25100 
es; Stre 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref|NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref|NR_024877.1 

2625807 262727 
cetales; Propion 


equence 
Burkhold 


occineae 


occineae 


bacterin 


uence 
Actinomy 


ref |NR_024865.1 


; Flavobacterium 
ref|NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024847.1 

2656189 265766 
omycetales; Prop 


eriaceae 


26395 
bacterin 


sequence 
e; Actin 


ref |NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


26592 
es; Prop 
ref|NR_024831.1 
2678696 268021 
ibacillus. 
ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024800.1 


quence 
ae; Lent 


e 26950 
llales; 


onosporineae; Micromonos 


limicola strain ST-82 16S ribosomal RNA, partial sequence 


Bacteria; Bactero 


idetes; Flavobacteria; Flavobacteriale 


Ss; 


219857159 


Laceyella putida 


92 Laceyella putida Bacteria; 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Lactobacillus mucosae 
acillus mucosae 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 


Mycobacterium alvei 

cterium alvei Bacteria; 

aceae; Mycobacterium. 
Nocardioides 

3 Nocardioides 

ionibacterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Lentibacillus 
9 Lentibacillus 


Saccharibacter 
ribacter floricola 
Saccharibacter. 
Longispora albida 


, 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Flavobacterium 


ref|NR_024787.1 
2741727 2743201 Flavob 
Flavobacteriaceae; Flav 


acterium limicola 
obacterium. 


124140 Bacteria_16S 
strain Al-3 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
124140 Bacteria_16S 
transvaalensis st 


transvaalensis Ba 


124140 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


124140 Bacteria_16S 


strain IFO 12513 


124140 Bacteria_ 
strain IFO 13911 


124140 Bacteria_ 
strain IFO 14915 


124140 Bacteria_ 
strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


124140 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


124140 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


124140 Bacteria_16S 


strain Lp2 16S ri 


strain IFO 12702 
Actinobacteria; A 


124140 Bacteria_16S 


strain JCM 9312 1 
Actinobacteria; A 
Catenuloplanes. 


124140 Bacteria_16S 


strain IFO 16238 
Actinobacteria; A 


124140 Bacteria_16S 


strain IFO 16235 
Actinobacteria; A 


124140 Bacteria_16S 


halophilum strain 
halophilum Bacter 


124140 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


124140 Bacteria_16S 


strain IAM 14848 
Actinobacteria; A 


124140 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


124140 Bacteria_16S 


IFO 16102 16S rib 
Actinobacteria; A 


124140 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


2748756 2748690 6 72 
ibosomal RNA, partial sequence 


gi 


oc 
2795404 2795307 6 103 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2796818 2796752 6 72 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2799861 2799795 6 


al 
e; 


72 gi 


6S 2801384 2801318 6 72 


gi 


6S 2802905 2802839 6 72 


gi 


6S 2804426 2804360 6 72 


gi 


2805948 2805882 6 72 gi 
in IFO 14935 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2807470 2807404 6 72 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808992 2808926 6 72 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2814968 2814902 6 72 
bosomal RNA, partial sequence 


2 
1 
7 


2 
1 
; 


gi 


oc 


2827022 2826956 6 72 


gi 


ctinobacteridae; Actinomycetales; Franki 


2830096 2830030 6 72 gi 
ctinobacteridae; Actinomycetales; Micr 


2839183 2839117 6 72 


gi 


ctinobacteridae; Actinomycetales; Micr 
2840743 2840677 6 72 gi 


oc 


ctinobacteridae; Actinomycetales; Microc 
2878003 2877952 50 101 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2891709 2891643 6 72 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 
2900749 2900683 6 


qu 
e; 


se 


72 gi 
ctinobacteridae; Actinomycetales; Micr 
2919177 2919127 51 101 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


oc 


eq 
er 


2940252 2940186 6 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
2941773 2941707 6 72 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 


72 gi 
do 


eq 


124140 Bacteria_16S 


2747544 27 


16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857116 
16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857115 
16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857114 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 


omonosp 
219857113 


219857155 


4 


occine 


219857120 
se 
id 

219857119 


quence 
iales; 
sequ 
Acti 


e 
n 


219857117 


0 
fo} 


0 
fo} 


0 
fo} 


0 
fo} 


seque 
Actin 


n 
0: 


19857112 


n 
O: 


seque 
Actin 


ref |NR_024783.1 

84 Arthrobacter 
ae; Micrococcacea 
ref |NR_024748.1 

2794179 279557 
lostridiaceae; 
ref|NR_024747.1 
nce 2795622 279709 
omycetales; Micro: 


88 


Cc 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 
2804752 280622 
cetales; Micromo 


01 
ri 


16 
EL 


31 
ri 


47 
ea § 


ce 
my 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ce 
my’ 


19857111 


seque 
Actin 


n 
O: 


219857107 
2813767 28152 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
124140 Bacteria_16S 


occine 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 


neae; 


219856904 
6S ribosomal RNA, partial sequence 2828900 28303 
omonospori 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 


occine 


219856897 
16S ribosomal RNA, partial sequence 2839520 28410 


occine 


219856873 


ence 
Salim 


219856862 


quence 


Actinomyc 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 


occine 


219856844 


uence 
ia; 


219856830 
2939058 29405 


nocard 


219856829 


uence 


Actinomyc 


2943289 2943223 6 72 


gi 


219856828 


ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 


Hydr 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


ce 
my’ 


ref |NR_024735.1 


; In 
ref 


ae trasporangia 


NR_024727.1 


oric 
ref 


Sp hthyaceae; S 


NR_024725.1 


neae; Micromono 


H s 


ref|NR_024717.1 


7 Mi 
ref 


crobacteriac 
NR_024716.1 


ae 


; Microbacteriac 
ref |NR_024692.1 

2876799 287831 
robium. 
ref|NR_024681.1 
2890502 289195 
etales; Micromon 


ae 


ic 


ref|NR_024675.1 


; Microbacteriac 
ref |NR_024663.1 

2918000 291946 
ogenophilales; H 


ae 


ref|NR_024649.1 


ineae; Actinosynne 
ref |NR_024648.1 

2940579 294204 
etales; Micromon 


ref|NR_024647.1 
2942098 294356 


Arthrobacter russicus 


russicus Bacteria; 
e: 


Arthrobacter. 
Alkaliphilus 
1 Alkaliphilus 


’ 


Alkaliphilus. 


Actinoplanes 
4 Actinoplanes 


monosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Tetrasphaera elongata 


09 Tetrasphaera elongata Bacteria; 


ceae; Tetrasphaera. 
Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Salimicrobium 
5 Salimicrobium 


Actinoplanes 
8 Actinoplanes 


osporineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Hydrogenophilus 

0 Hydrogenophilus 
ydrogenophilaceae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 


ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 


124140 Bacteria_16S 


brevicatena strai 


brevicatena Bacte 


Sporichthya. 


124140 Bacteria_16S 
ketosireducens st 


ketosireducens Ba 


saperdae strain I 


saperdae Bacteria; 


Microbacterium. 


124140 Bacteria_16S 
FO 15074 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


luteolum strain I 


luteolum Bacteria; 


Microbacterium. 


124140 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; 


strain 801 16S ri 
aurantiacus strai 


aurantiacus Bacte 
Nocardioidaceae; 


124140 Bacteria_16S 
train DSM 8609 16S ribosomal RNA, partial sequen 
acteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; 
124140 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partial 
Clostridia; 


esteraromaticum s 
esteraromaticum B 


histidinovorans s 


histidinovorans Bacteria; 
124140 Bacteria_16S 


strain TAGA27 16S 


gifhornensis Bact 


resistens strain 


resistens Bacteria; 


Microbacterium. 


124140 Bacteria_16S 
methylovorum strain DSM 


Hyphomicrobium. 


124140 Bacteria_16S 


strain DSM 44267 


strain DSM 11140 


dassonvillei subs 
Actinomycetales; 


strain Feox-1 16S 
Proteobacteria; B 


islandicus strain 
Bacteria; Nitrosp 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


124140 Bacteria_16S 


2944805 2944739 6 


2956892 2956826 6 


Microbacterium. 
2958350 2958284 6 


2959811 2959745 6 


2964466 2964369 6 


3007188 3007122 6 


3013158 3013092 6 


Marmoricola. 
3069192 3069126 6 


Microbacterium. 

3088819 3088722 6 
Firmicutes; 
3094759 3094693 6 


3103781 3103715 6 


Verrucosispora. 
3115814 3115748 6 


3126354 3126304 51 


3153442 3153376 6 


3226352 3226286 6 


3261111 3261045 6 
p- 


3270051 3270009 61 
ribosomal RNA, 


3288383 3288298 15 


3324931 3324865 6 


e; Dactylosporangium. 
3326458 3326392 6 


Streptococcaceae; 


72 


n YU 720-21 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


72 


rain IFO 14548 16S ribosomal RNA, partial sequen 
cteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; 
124140 Bacteria_16S 
FO 15038 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


72 


72 


ribosomal RNA, partial sequence 
Lactobacillales; 
124140 Bacteria_16S 


103 gi|219856814 

2963222 29647 
Streptococcus. 

72 gi|219846919 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
124140 Bacteria_16S 


72 


n BC361 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


72 


103 


72 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
124140 Bacteria_16S 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; 
124140 Bacteria_16S 
DMMZ 1710 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycet 


72 


72 


101 


5458 16S ribosomal RNA, partial sequence 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; 


72 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
124140 Bacteria_16S 


72 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
124140 Bacteria_16S 


72 


albirubida strain DSM 40465 16S ribosomal RNA 
Nocardiopsis dassonvillei subsp. 


Clostridiales; 


gi| 219856827 
Actinomyc 
gi| 219856819 
Actino: 
gi| 219856818 


gi|219856817 


3005987 30074 


gi|219846915 
Actinomyc 
gi| 219846876 
Actin 


219846863 
sequence 


gi 
gi| 219846859 
3093562 30950 
gi| 219846853 
Actinomy 
gi|219846845 
gi| 219846838 


Rhizo 


gi| 219846820 


gi|219846770 


gi|219846747 


ref 


ref 


ref 
les; 
ref 
les; 


ref 


ref 


ref 
etal 
ref 
omyc 
ref 


Clos 
ref 


> Mi 
ref 


Ww 


ceta 


ref 


ales 


ref 


Ww 


bial 


ref 


; In 
ref 


; In 
ref 


2943614 294507 
etales; 


ce 2955705 295711 


mycetales; 


2957165 295857 


2958622 296006 


20 Streptococcus 


3011945 301344 


ce 3067998 306946 


3087607 308909 


102586 310404 


3114620 311608 


125234 312665 


, partial sequen 


NR_024646.1 
Frankine 
NR_024638.1 
Micro 
NR_024637.1 

Micrococcin 
NR_024636.1 

Micrococcin 


NR_024633.1 


NR_026511.1 


NR_026507.1 
es; Propioni 
NR_026468.1 
etales; Micr 


NR_026455.1 


tridiaceae; 
NR_026451.1 


crococcaceae 
NR_026445.1 


les; Micromo 
NR_026437.1 


3 Micrococci 


NR_026430.1 


es; Hyphomic 
NR_026412.1 


trasporangia 
NR_026362.1 


trasporangia 
NR_026339.1 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Streptococcus canis 
canis Bacteria; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 
; Microbacteriac 


eae; Frigoribacterium. 
Marmoricola 

1 Marmoricola 

bacterineae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Natronincola 
0 Natronincola 
Natronincola. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Verrucosispora 

7 Verrucosispora 

nosporineae; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Hyphomicrobium 
3 Hyphomicrobium 


robiaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; Nocardiopsaceae; 
124140 Bacteria_16S 


103 


complete sequence 
etaproteobacteria; Burkholderiales; Leptothrix. 
124140 Bacteria_16S 
Rlha3 16S ribosomal RNA, partial sequence 32871 
irae; Nitrospirales; Nitrospiraceae; Thermodesul 
124140 Bacteria_16S 
i SM 43823 16S ribosomal RNA, partial sequence 

; Actinobacteria; Actinobacteridae; Actinomyceta 


100 


72 


Fe 


Nocardiops 
gi|219846741 
3268876 32703 


gi| 219846729 


gi|219846702 


is. 
ref 
ref 


fovi 
ref 


les; 


gi|219846701 


ref 


91 3288591 Thermo 


3323723 332519 


NR_026333.1 


NR_026321.1 


brio. 
NR_026294.1 


Micromonosp 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


NR_026293.1 


Dactylosporangium 


roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Dactylosporangium. 


124140 Bacteria_16S 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; 


3327979 3327913 6 


72 


Micromonosporaceae; Dactylosporangium. 


124140 Bacteria_16S 


fulvum strain DSM 


Dactylosporangium. 


124140 Bacteria_16S 


strain DSM 43151 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
124140 Bacteria_16S 3335544 3335478 6 72 gi|219846695|ref|NR_026287.1 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 333579 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Actinoplanes. 

124140 Bacteria_16S 3337040 3336974 6 72 gi|219846694|ref|NR_026286.1 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
124140 Bacteria_16S 


3329498 3329432 6 
43917 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


72 


gi 


gi 


219846700 
sequence 3326771 33282 
Actinomycetales; 


219846699 


ce 33282 
es; 


ref 


ref 
90 3329764 Dactyl 
Micromonosporineae; 


NR_026292.1 
3 


NR_026291.1 


3334050 3333984 6 72 


gi 


3338549 3338483 6 72 


gi 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


124140 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, part 
austroafricanum Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; 


124140 Bacteria_16S 
DSM 803 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


124140 Bacteria_16S 


inositola DSM 438 


Mycobacterium. 


3340061 3339995 6 72 


gi 


Mycobacterium. 


3341585 3341519 6 72 


gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micromonospora. 


124140 Bacteria_16S 


halophytica DSM 4 


3347685 3347619 6 72 


gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micromonospora. 


124140 Bacteria_16S 


coerulea DSM 4314 


3349211 3349145 6 72 gi 
3 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micromonospora. 


124140 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


124140 Bacteria_16S 


strain DSM 43852 


3363147 3363096 50 101 gi 


lales; Bacillaceae; Salimicrobium. 


3397889 3397823 6 72 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


124140 Bacteria_16S 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 


124140 Bacteria_16S 


strain DSM 20032 


3399416 3399350 6 72 


gi 
s 


3454883 3454817 6 72 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


124140 Bacteria_16S 


3459435 3459369 6 72 


gi 


protophormiae strain DSM 20168 16S ribosomal RNA, partial 


protophormiae Bac 


Micrococcaceae; Arthrobacter. 


124140 Bacteria_16S 3467045 3466979 6 72 gi| 219846598 |ref|NR_026190.1 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 3465830 346730 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Arthrobacter. 

124140 Bacteria_16S 3488332 3488266 6 72 gi|219846584|ref|NR_026176.1 


strain DSM 3133 1 


teria; Actinobacteria; Actinobacteridae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


124140 Bacteria_16S 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 


219846696 
16S ribosomal RNA, partial sequence 3332861 33343 


ne 
219846693 


219846692 


219846690 
3340376 3341852 Micromonospora rosari 


omonosporineae; Micromonos 
3344631 3344565 6 72 gi|219846688|ref|NR_026280.1 
19 16S ribosomal RNA, partial sequence 33434 


219846686 
3171 16S ribosomal RNA, partial sequence 


219846685 


219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


219846647 
16S ribosomal RNA, partial sequence 3396701 33981 


219846646 
Actinomycetales; 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 


219846603 


6S ribosomal RNA, partial sequence 3487117 34886 


ref |NR_026288.1 
00 Actinoplanes 


bacterineae; Mycobacteri 
ref|NR_026285.1 
sequence 3337354 333881 
Actinomycetales; Coryne 


ref 
ial sequence 
e; 


NR_026284.1 
333886 
Actinomycetales; Cory 


ref|NR_026282.1 


es; Micromonosporineae; 


ref |NR_026278.1 

33464 
es; Micromonosporineae; 
ref|NR_026277.1 
33480 
es; Micromonosporineae; 
ref |NR_026267.1 
41 Salimicrobium 
ref |NR_026239.1 
occineae; Cellulomonadac 
ref |NR_026238.1 

3398202 339968 
Micrococ 


equence 


ref|NR_026199.1 


occineae; Micrococcaceae 
ref|NR_026195.1 
sequence 3458220 345969 
Actinomycetales; Microc 


occineae; Cellulomonadac 


3492933 3492867 6 72 


gi 


219846581 


ref|NR_026173.1 


Dactylosporangium 
9 Dactylosporangium 


Micromonosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Micromonospora rosaria 
a Bacteria; 


poraceae; 


Micromonospora 


22 3344899 Micromonospora inositola 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 


Micromonosporaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 


Micromonosporaceae; 


Salimicrobium album 
album Bacteria; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 
Arthrobacter 

2 Arthrobacter 

occineae; 


Arthrobacter 
1 Arthrobacter 


ineae; Micrococcaceae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 


3491744 349320 


Mycobacterium 
9 Mycobacterium 


chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


124140 Bacteria_16S 
strain DSM 43045 


124140 Bacteria_16S 
strain DSM 20145 


124140 Bacteria_16S 
testaceum strain 


Microbacterium. 
124140 Bacteria_16S 


Microbacteriaceae; 
124140 Bacteria_16S 
imperiale strain 
imperiale Bacteria; 
Microbacterium. 
124140 Bacteria_16S 


strain DSM 7485 16S ribos 
Actinobacteria; Actinobac 


124140 Bacteria_16S 


strain DSM 7486 16S ribos 
Actinobacteria; Actinobac 


124140 Bacteria_16S 
strain DSM 20542 


124140 Bacteria_16S 
strain DSM 20528 


124140 Bacteria_16S 
124140 Bacteria_16S 
strain Anox B 16S 
124140 Bacteria_16S 


Mycobacteriaceae; 
124140 Bacteria_16S 


DSM 2053 
Actin 


16S ribo 
Actinobacteria; Actinobac 


3504830 3504764 6 


3506357 3506291 6 


3507875 3507809 6 


3509396 3509330 6 


3510916 3510850 6 


3513964 3513898 6 


3515488 3515422 6 


3517007 3516941 6 


3518529 3518463 6 


3523097 3523055 61 


3590272 3590230 61 


3608710 3608644 6 


3616282 3616216 6 


72 


72 


72 


72 


2 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


72 


0 16S ribosomal RNA, partial s 
obacteria; Actinobacteridae; Act 


72 


72 


72 


72 


103 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


72 


72 


strain 1066 16S ribosomal RNA, partial sequence 


124140 Bacteria_16S 
komossense strain 


Mycobacterium. 
124140 Bacteria_16S 


subsp. paratuberculosis strain 5617 16S ribosomal RNA, pa 
avium subsp. paratuberculosis Bacteria; Actinobacteria; A 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycob 


124140 Bacteria_16S 


3617793 3617727 6 


3623422 3623356 6 


3624923 3624857 6 


72 


72 


72 


strain 3015 16S ribosomal RNA, partial sequence 


124140 Bacteria_16S 
strain ATCC 35799 


Mycobacterium. 
124140 Bacteria_16S 
strain NCTC 83785 
Bacteria; 
124140 Bacteria_16S 
strain ATCC 43910 


Mycobacterium. 
124140 Bacteria_16S 
bohemicum strain 


Mycobacteriaceae; 
124140 Bacteria_16S 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Neisseriale 


3626468 3626402 6 


3627980 3627934 57 


3637213 3637147 6 


3664806 3664740 6 


3687561 3687495 6 


72 


complete sequence 


103 


complete sequence 


72 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


72 


72 


strain GIH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi| 219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


gi 


gi| 219846569 
equence 


gi|219846567 
omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Microc 


Ideo 


gi|219846500 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial seq 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
gi|219846495 
3615060 36165 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
gi|219846494 
Ko2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


gi| 219846490 
rtial sequence 
ctinobacteridae; 


gi| 219846489 
3623734 36252 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
gi| 219846488 
3625268 3626729 Mycoba 
Corynebacterineae; Mycobacteriaceae; 


gi|219846487 

3626780 3628323 Neisse 
s; Neisseriaceae; 
gi|219846481 
3636002 3637503 Mycoba 
Corynebacterineae; M 


gi|219846462 
DSM 44277 16S ribosomal RNA, partial seq 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


19846570 


ref 


ref 


ref 


ref 
sequence 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
nella. 
ref 
uence 


ref 


bacterineae; 
ref 


es; 
ref 
acterium avi 
ref 


bacterineae; 
ref 


es; 


ref 


ref 
es; 
ref 


uence 
inomycetales 


gi|219846446 


ref 


3506673 350814 
inomycetales; Micrococcineae; Microbacteriaceae; 


3508192 350966 
Actinomycetales; Micrococcineae; 


3509716 351118 


inomycetales; Micrococcineae; Microbacteriaceae; 


33 Rathayibacter 
occineae; Microbacteriac 
gi|219846566 
omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Microc 


54 Rathayibacter 
occineae; Microbacteriac 
gi| 219846565 
somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Microc 


3607525 360892 
inomycetales; 


15 Mycobacterium 


3616566 3618027 Mycoba 
Corynebacterineae; M 


17 Mycobacterium 


3663577 366509 


NR_026165.1 


NR_026164.1 


NR_026163.1 


NR_026162.1 


NR_026161.1 


NR_026159.1 


NR_026158.1 


NR_026157.1 


NR_026156.1 


NR_026153.1 


NR_026108.1 


NR_026092.1 
Corynebact 
NR_026087.1 


Mycobacteri 
NR_026086.1 


NR_026082.1 
362222 


um complex ( 
NR_026081.1 


Mycobacteri 
NR_026080.1 


NR_026079.1 


Neisse 
NR_026073.1 


NR_026054.1 


; Corynebact 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
occineae; Microbacteriac 
gi|219846572 
16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 
occineae; Microbacteriac 
gi|219846571 
DSM 20166 16S ribosomal RNA, partial sequence 

testaceum Bacteria; Actinobacteria; Actinobacteridae; Act 


eae; Microbacterium. 
Microbacterium 
1 Microbacterium 


Microbacterium 
5 Microbacterium 


Microbacterium 
5 Microbacterium 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
occineae; Microbacteriac 
gi|219846564 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 
occineae; Microbacteriac 
gi|219846561 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 35234 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 


eae; Curtobacterium. 
Thauera aromatica 


32 Thauera aromatica Bacteria; 
yclaceae; Thauera. 
gi|219846516 
3589120 35906 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


Actinomycetales; 


MAC). 
Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


NR_026037.1 


Mycoplasma yeatsii 


3686364 3687830 Mycoplasma yeatsii Bacteria; 


124140 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


124140 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


124140 Bacteria_16S 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


124140 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


124140 Bacteria_16S 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


124140 Bacteria_16S 


michiganensis sub 


Actinomycetales; 


124140 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


124140 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


124140 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


124140 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


124140 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


124140 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


3689078 3689012 6 72 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3804334 3804288 57 103 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3824272 3824219 51 104 gi 
strain 536 16S ribosomal RNA, complete 
Bacteria; Proteobacteria; Gammaproteob 


ca 


s 
ac 


3825803 3825750 51 104 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3836221 3836168 51 104 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


deb 


H 


124140 Bacteria_16S 


hibernum strain A’ 
hibernum Bacteria 


124140 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


124140 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


124140 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


124140 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


124140 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


124140 Bacteria_16S 


diastatochromogen 
diastatochromogen 
Streptomycetaceae 


124140 Bacteria_16S 


acidiscabies stra 


es Bacteria; Actinobacteria; Actinobac 


3843920 3843890 7 38 gi 
TCC 51468 16S ribosomal RNA, partial s 
Bacteroidetes; Flavobacteria; Flavob 
3854420 3854378 61 103 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3882000 3881970 7 38 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
r. 


eq 
ac 


, 


pt 


qu 
na 


3889760 3889714 57 103 
ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3918460 3918394 6 72 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

3924763 3924697 6 72 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

3926344 3926278 6 72 gi 
es strain ATCC 12309 16S ribosomal RNA, 
te. 


gi 
er 


al 


le 
e; 


, 


; Streptomyces. 


219846445 
3687881 36893 


3798661 38001 


219846360 
3803146 38046 


219846347 


219846346 


219846338 


3835060 38365 


219846333 


219846326 


3853246 38547 


219846308 


219846302 
3888563 38900 


219846282 


ae; 


219846278 


219846277 


ref |NR_026036.1 


ref|NR_025951.1 


ligenaceae; Bordetella. 
ref |NR_025938.1 

3823071 382454 
asteurellales; P 


equence 


teria; P 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref |NR_025928.1 


38245 
ales; Pa 


alomonadaceae; Halomonas 
ref|NR_025923.1 

3842717 384417 
; Flavobacteriac 


ref |NR_025916.1 


uence 
teriales 


othrix. 
ref|NR_025898.1 

3880766 388228 
rales; Thermoana 


ence 
erobacte 
ref |NR_025892.1 
Neisseria. 
ref|NR_025872.1 


e 3917267 391873 
mycetales; Micro 


iaceae; 


sequenc 
; Actino 
ref 
te sequence 
Actinomycet 


NR_025868.1 

392352 
ales; Strept 
ref 
complete seq 
ridae; Actin 


NR_025867.1 
uence 392511 
omycetales; 


3927924 3927858 6 
in RL-110 16S ribosomal RNA, 


72 gi 


219846276 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


3713150 3713084 6 72 gi|219846428|ref|NR_026019.1]| Actinoplanes 
in 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
3714611 3714545 6 72 gi|219846427|ref|NR_026018.1]| Actinoplanes 
rain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Actinoplanes. 
3722153 3722087 6 72 gi|219846420|ref|NR_026011.1| Mycobacterium 
3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
3726666 3726600 6 72 gi|219846417|ref|NR_026008.1| Actinomadura 

ain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

ae; Actinomadura. 
3769634 3769568 6 72 gi|219846385|ref|NR_025976.1| Clavibacter 

species tessellarius strain 78181 16S ribosomal RNA, partial sequence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; Clavibacter. 
3775658 3775592 6 72 gi|219846380|ref|NR_025971.1| Mycoplasma 
in KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3799864 3799798 6 72 gi|219846363|ref|NR_025954.1| Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


ref|NR_025866.1 


Streptomyces 


acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


complete sequence 


Streptomyces. 


3926691 3928220 Streptomyces 
Streptomycineae; 


124140 Bacteria_16S 
strain RL-34 16S 


124140 Bacteria_16S 
strain 101 16S ri 


3929505 3929439 6 
ribosomal RNA, 


3945607 3945522 15 


72 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 
strain PW2 16S ri 


100 


bosomal RNA, partial sequence 


gi| 219846275 


ref 


3928271 3929800 Streptomyces 


gi| 219846262 


ref 


Streptomycineae; Streptomycetaceae; 
NR_025852.1 


NR_025865.1 


Streptomyces scabiei 
scabiei Bacteria; 
Streptomyces. 
Acidocella facilis 


3944448 3945854 Acidocella facilis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 
3949989 3949904 15 100 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
bosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 
3963495 3963449 57 103 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 


124140 Bacteria_16S 
strain FR2 16S ri 
Proteobacteria; 
124140 Bacteria_16S 
flavimaris strain 


Sphingopyxis. 


124140 Bacteria_16S 
chungwhensis strain BH030062 16S ribosomal RNA, partial 
chungwhensis Bacteria; 
124140 Bacteria_16S 

strain CM2104 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 
strain 20-5 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 
strain ATCC 15466 
Proteobacteria; 
124140 Bacteria_16S 
cosmeticum strain 


Tenericutes; Mollicutes; 
124140 Bacteria_16S 
strain CCH 16S ribosomal 
Tenericutes; Mollicutes; 
124140 Bacteria_16S 


4001671 4001625 57 


bosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
ref 


103 


3962329 3963785 Rhodoferax fermentans Bacteria; 


gi| 219846224 


Rhodoferax. 


NR_025814.1 


Sphingopyxis 


4004778 4004727 50 101 gi 
Firmicutes; Bacillales; 
4012323 4012257 6 72 


ribosomal RNA, partial sequence 


gi 


4024430 4024364 6 72 gi 


4038136 4038090 57 103 gi 
16S ribosomal RNA, partial sequence 


4039653 4039587 6 72 gi 


Mycobacterium. 


4051697 4051631 6 72 gi 


Nocardioides. 


4063698 4063632 6 72 gi 


Mycobacterium. 
4074305 4074239 6 72 gi 
strain HSC68 16S ribosomal RNA, partial 


Mycobacterium. 


4112085 4112019 6 72 gi 


4139530 4139492 6 45 gi 


4141096 4141030 6 72 gi 


Bacillacea 


Microc 


Betaproteobacteria; Burkholderiales; Thio 


Ac 


complet 


Bacteria; Actinobacteria; Actinobacterid 


Entomopla 
219846120 


SW-151 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


219846222 


equence 


40370 
monas. 


219846197 
LTA-388 16S ribosomal RNA, partial sequ 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; 
124140 Bacteria_16S 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequ 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; 
124140 Bacteria_16S 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; 
124140 Bacteria_16S 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 
124140 Bacteria_16S 
strain DSA1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propio 
124140 Bacteria_16S 
syrphidicola strain EA-1 
syrphidicola Bacteria; Tenericutes; Mollicutes; 
124140 Bacteria_16S 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial seq 
sabaudiense Bacteria; 
124140 Bacteria_16S 

strain HYOS-1 16S 
Tenericutes; Mollicutes; 
124140 Bacteria_16S 
strain AES-1 16S 


ence 


219846186 


ence 


Actinomyc 
219846177 
e sequence 4062487 4063992 Mycobacterium 


Actinomyc 


219846170 


sequence 
ae; 


219846144 
4110861 41123 
nibacterineae; 
219846121 
16S ribosomal RNA, partial seque 


nce 
smatales 


uence 


Sphingomonadales; 


e; Pontibacillus. 
219846215 

4011119 40125 
Micrococcineae; 
219846207 
4023267 40246 
occineae; 
219846198 


tinomycetales; 


Actinomycetales; 


4000552 4001995 Sphingopyxis 
Sphingomonadaceae; 


ref|NR_025812.1| Pontibacillus 
4003594 4005020 Pontibacillus 


ref|NR_025805.1| Janibacter melonis 

97 Janibacter melonis Bacteria; 
Intrasporangiaceae; Janibacter. 
ref|NR_025797.1| Agromyces salentinus 
47 Agromyces salentinus Bacteria; 
Microbacteriaceae; Agromyces. 
ref|NR_025788.1| Thiomonas intermedia 
01 4038390 Thiomonas intermedia Bacteria; 


ref|NR_025787.1| Mycobacterium 
4038441 4039947 Mycobacterium 
Corynebacterineae; 


ref|NR_025776.1| Nocardioides 
4050504 4051877 Nocardioides 

etales; Propionibacterineae; 

ref 


NR_025767.1| Mycobacterium 


etales; Corynebacterineae; 

ref|NR_025760.1| Mycobacterium 
4073095 4074562 Mycobacterium 

Corynebacterineae; 


ref|NR_025734.1| Kribbella solani 
76 Kribbella solani Bacteria; 
Nocardioidaceae; Kribbella. 
NR_025711.1| Spiroplasma 
138305 4139820 Spiroplasma 
; Spiroplasmataceae; Spiroplasma. 
ref|NR_025710.1| Spiroplasma 
4139871 4141386 Spiroplasma 


ref 


rs 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4142660 4142594 6 72 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4155037 4154971 6 72 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4159734 4159668 6 72 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4161300 4161234 6 72 gi| 219846107 |ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 


alleghenense Bacteria; Tenericutes; Mollicutes; 
124140 Bacteria_16S 


4164331 4164265 6 72 gi 


Entomopla 
219846105 


smatales 


strain BARC 857 16S ribosomal RNA, partial sequence 4163118 41646 


Tenericutes; Mollicutes; 
124140 Bacteria_16S 


Entomoplasmatales; 
4175012 4174946 6 72 


gi 


Entomoplasmat 


grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 


aceae; Mesoplasma. 
219846097 


; Spiroplasmataceae; Spiroplasma. 
ref|NR_025695.1| Mesoplasma tabanidae 
23 Mesoplasma tabanidae Bacteria; 


ref|NR_025687.1] Mesoplasma 
4173799 4175287 Mesoplasma 


124140 Bacteria_16S 
strain CHPA-2 16S 


Tenericutes; Mollicutes; 


124140 Bacteria_16S 
strain PIMN-1 16S 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; E 
124140 Bacteria_16S 4202256 4202190 6 72 gi|219846074 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequ 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Acti 
Streptomycetaceae; Streptomyces. 

124140 Bacteria_16S 4203754 4203688 6 72 gi| 219846073 
strain B7319 16S ribosomal RNA, partial sequence 4202580 42040 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
124140 Bacteria_16S 4209795 4209744 50 101 gi| 219846069 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 42085 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
124140 Bacteria_16S 4234160 4234094 6 72 gi| 219846046 
strain M175 16S ribosomal RNA, partial sequence 4232932 42344 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
124140 Bacteria_16S 1207 1142 7 72 gi| 265679063 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

124140 Bacteria_16S 49581 49516 7 72 gi| 265679031 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
124140 Bacteria_16S 60263 60210 51 104 gi| 265679024 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
124140 Bacteria_16S 133198 133176 6 28 gi| 265678974 


strain R-10 16S ribosomal RNA, 
Sphingobacteria; 


Bacteroidetes; 
124140 Bacteria_16S 


gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
124140 Bacteria_16S 
subsp. rifamycini 
cremea subsp. 


4181165 4181099 6 


4185668 4185602 6 


136256 136191 7 


268891 268826 7 


72 


ribosomal RNA, partial sequence 


Entomoplasmatales; Entomoplasmataceae; 


72 


ribosomal RNA, partial sequence 


complete sequence 
Sphingobacteriales; Rhodothermace 


72 


72 


gi 


4179947 41814 


gi 


4184459 41859 


131953 13349 


gi 


gi 


Streptosporangineae; Thermomonosporaceae; Actinomadura. 


124140 Bacteria_16S 


320316 320263 50 


103 


strain J233 16S ribosomal RNA, partial sequence 


124140 Bacteria_16S 


325117 325052 7 


72 


gi 


319228 32064 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


gi 


strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 
Prevotellaceae; 


Bacteroidetes; 


strain ATCC 33779 
Bacteroidetes; 


strain WPH 179 16 
Bacteroidetes; 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


124140 Bacteria_16S 


Bacteroidia; 
124140 Bacteria_16S 


Bacteroidia; 
124140 Bacteria_16S 


Bacteroidia; 
124140 Bacteria_16S 


Bacteroidales; 
326646 326581 7 72 gi 
16S ribosomal RNA, partial sequence 
Bacteroidales; 
328171 328106 7 72 

S ribosomal RNA, partial sequence 
Bacteroidales; 
343589 343524 7 


gi 


72 gi 


390131 390066 7 72 


gi 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; 
Promicromonosporaceae; Myceligenerans. 


124140 Bacteria_16S 
strain A288 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 
124140 Bacteria_16S 407096 407031 7 72 gi| 265678784 


strain XILO8 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Xylanibacterium. 


124140 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


124140 Bacteria_16S 


405536 405471 7 72 


gi 


ribosomal RNA, complete sequence 


Micr 
408633 408579 50 104 gi 
eria; Aquificae; Aquificales; Desulfur 
450376 450311 7 72 gi 


Prevotellaceae; 


326926 32843 


Prevotellaceae; Prevotella. 


YU 636-3 16S ribosomal RNA, partial sequence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


404351 40583 


405881 40739 


in HB-1 16S ribosomal RNA, partial sequence 
obacteriaceae; 


219846092 


M 
219846086 


265678972 


265678881 


strain INA 1349 16S ribosomal RNA, partial sequence 2 
rifamycini Bacteria; Actinobacteria; Actinobacterid 


265678847 


265678829 


265678795 
sequence 


265678785 


ococcineae 


265678783 


Actinomycetales; 


ref |NR_025682.1 


Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


esoplasma. 
ref|NR_025676.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_025664.1 
ence 420108 
nomycetales; Str 


ref|NR_025663.1 
27 Streptomyces 
e; Streptomyceta 
ref|NR_025659.1 
91 4210111 Lentib 


ref|NR_025636.1 
22 Mycobacterium 
eae; Mycobacteri 
ref |NR_029371.1 

1489 Saccha 
donocardineae; P 


ref |NR_029339.1 

Actinobaculum 
; Actinomycetace 
ref |NR_029332.1 


Entomoplasma luminosum 


luminosum Bacteria; 


Streptomyces 
2 4202529 Streptomyces 
eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Lentibacillus 
acillus salicampi 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 
Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


aceae; Xanthomon 
ref |NR_029282.1 
5 Rhodothermus 
ae; Rhodothermus 
ref|NR_029280.1 

135066 136444 


ref|NR_029187.1 
67723 
ae; Actinomyceta 
ref|NR_029152.1 
0 Acholeplasma 


as. 
Rhodothermus marinus 


marinus Bacteria; 


Actinomyces 
Actinomyces 


Actinomycineae; 


Actinomadura cremea 
269132 Actinomadura 
les; 


Acholeplasma palmae 


palmae Bacteria; 


Prevotella disiens 


Actinomycetales; 


9 325347 Prevotella disiens Bacteria; 


Prevotella veroralis 


revotella veroralis Bacteria; 


265678844 |ref|NR_029149.1 
32386 
Prevotella. 
265678843 |ref|NR_029148.1 
325398 326875 P 
Prevotella. 
265678842 |ref|NR_029147.1 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


ref|NR_029134.1| Cryptosporangium 
342395 343854 Cryptosporangium 
ales; Frankineae; Cryptosporangiaceae; 
ref|NR_029100.1| Myceligenerans 
388894 390431 Myceligenerans 
Micrococcineae; 
ref|NR_029090.1| Actinomadura meyerae 


0 Actinomadura 


ineae; 


ref 


NR_029089.1 


meyerae Bacteria; 


Thermomonosporaceae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 
; Promicromonos 


ref 
407444 4 


265678755 


ref 


NR_029088.1 


0891 


Thermovibr 
NR_029060.1 


poraceae; 


Thermovibrio 
5 Thermovibrio 
io. 

Saccharothrix 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 
124140 Bacteria_16S 
strain R9242 16S 


124140 Bacteria_16S 


prausnitzii strain ATCC 27768 16S ribosomal RNA, partia 
Clostridia; 


prausnitzii Bacteria; 
124140 Bacteria_16S 


Saccharothrix. 


569609 569544 7 


595139 595051 14 


Firmicutes; 
642304 642239 7 


72 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


102 


72 


gi 


gi 


Clostridiales; 


gi 


265678673|ref|NR_028978.1| Actinobaculum urinale 
568394 569881 Actinobaculum urinale Bacteria; 
nomycineae; Actinomycetaceae; Actinobaculum. 
265678656 |ref|NR_028961.1| Faecalibacterium 
1 sequence 593943 595404 Faecalibacterium 
Ruminococcaceae; Faecalibacterium. 
265678623|ref|NR_028928.1| Nesterenkonia 
sequence 641107 642573 Nesterenkonia 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial 


lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Nesterenkonia. 


124140 Bacteria_16S 


664916 664851 7 


72 


gi 


odorimutans strain NorPut 16S ribosomal RNA, partial sequence 


odorimutans Bacteria; 
Anaerovorax. 
124140 Bacteria_16S 


Firmicutes; 


717637 717584 51 


Clostridia; 


104 


strain B43 16S ribosomal RNA, partial sequence 


Proteobacteria; 
124140 Bacteria_16S 


730039 729974 7 


72 


strain B14 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
124140 Bacteria_16S 


cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 


Bacteroidia; 


782579 782514 7 


Promicromonosporaceae; Xylanimonas. 


124140 Bacteria_16S 


790193 790128 7 


Bacteroidales; 


72 


72 


strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


124140 Bacteria_16S 


839126 839061 7 


72 


strain AC 615 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


124140 Bacteria_16S 
subroseum strain 


Streptosporangiaceae; 
124140 Bacteria_16S 
pretiosum subsp. 


Actinomycetales; 
124140 Bacteria_16S 


875390 875325 7 


Streptosporangium. 
915104 915039 7 


969199 969177 6 


72 


72 


28 


Clostridiales; 


gi 


716437 71796 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi 


265678570 


265678562 


Actinomycetales; 


Micrococcineae; 


265678606 |ref|NR_028911.1| Anaerovorax 
663698 665185 Anaerovorax 
Clostridiales Family XIII. Incertae Sedis; 


ref|NR_028875.1| Enterobacter pyrinus 
8 Enterobacter pyrinus Bacteria; 
Enterobacter. 


ref|NR_028866.1| Prevotella bryantii 


728785 730270 Prevotella bryantii Bacteria; 


Prevotellaceae; 


gi 


gi 


265678524 
sequence 


265678519 


789013 79048 


Cory 


gi 


265678487 


837961 83941 


Stre 


gi 


gi 


pretiosum strain C-15003 16S ribosomal 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardineae; Actinosynnemataceae; 


gi 


265678462 


CY-7113 16S ribosomal RNA, partial sequence 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678435 


265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
124140 Bacteria_16S 


976887 976830 15 


72 


strain SS-2 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
124140 Bacteria_16S 
strain FC 097-2 1 


124140 Bacteria_16S 


Sphingobacteria; 


6S ribosomal RNA, 


985949 985896 50 


1059366 1059309 15 


Sphingobacteriales; 


103 


72 


gi 


265678393 


975693 97713 


Sap 


gi 


gi 


265678387 


complete sequence 984769 98628 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


265678338 


desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 


desulfuricans Bacteria; 


124140 Bacteria_16S 


Deferribacteres; 
1063931 1063866 7 


Deferribacterales; 


72 


gi 


265678335 


acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 


acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclob 


124140 Bacteria_16S 


1090878 1090813 7 


72 


gi 


265678316 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


roseoviolacea Bacteria; Actinobacteria; Actinobacterida 


Streptosporangiaceae; 
124140 Bacteria_16S 


macrocephala strain IFO 16266 16S ribosomal RNA, partia 
macrocephala Bacteria; Actinobacteria; Actinobacteridae 


Streptosporangiaceae; 
124140 Bacteria_16S 
strain NRRL 15532 


Nonomuraea. 
124140 Bacteria_16S 


Nonomuraea. 
1099846 1099781 7 


Acrocarpospora. 
1107417 1107352 7 


1130107 1130058 51 


72 


72 


100 


gi 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


265678310 


265678304 
11062 


253680770 


Prevotella. 


Actinomycetales; 


nebacterineae; 


ptosporangineae; 


RNA, partial 


Actinosynnema. 


Actinomycetales; 


rospiraceae; 


Deferribacteraceae; 


acillaceae; 


e; Actinomycetales; 


1 sequence 
; Actinomycetales; 


Streptosporangineae; 


ref|NR_028828.1| Xylanimonas 
781358 782875 Xylanimonas 
Micrococcineae; 


ref|NR_028823.1| Gordonia sinesedis 

6 Gordonia sinesedis Bacteria; 

Gordoniaceae; Gordonia. 

ref|NR_028790.1| Nonomuraea rubra 

7 Nonomuraea rubra Bacteria; 

Streptosporangiaceae; Nonomuraea. 

ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 

Streptosporangineae; 

ref Actinosynnema 

913891 915394 


NR_028737.1 
sequence 


ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 
Streptomycineae; 


ref|NR_028695.1| Lewinella nigricans 
0 Lewinella nigricans Bacteria; 
Lewinella. 
ref|NR_028689.1| Acholeplasma vituli 
5 Acholeplasma vituli Bacteria; 


ref|NR_028640.1| Deferribacter 
1058138 1059573 Deferribacter 

Deferribacter. 

ref |NR_028637.1| Alicyclobacillus 

1062699 1064231 Alicyclobacillus 

Alicyclobacillus. 

NR_028618.1]| Nonomuraea 

1089685 1091137 Nonomuraea 

Streptosporangineae; 


NR_028612.1| Acrocarpospora 
1098650 1100098 Acrocarpospora 
Streptosporangineae; 


ref|NR_028606.1| Nonomuraea longicatena 
17 1107715 Nonomuraea longicatena 
Streptosporangiaceae; 


ref Rickettsia rickettsii 


NR_028018.1 


strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


fever group. 


spotted 


124140 Bacteria_16S 1201287 1201222 7 72 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

124140 Bacteria_16S 1226911 1226846 7 72 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 
124140 Bacteria_16S 1237599 1237510 14 103 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 


124140 Bacteria_16S 1351194 1351129 7 72 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
124140 Bacteria_16S 1431152 1431099 51 104 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 


strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 

124140 Bacteria_16S 1449659 1449594 7 72 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
124140 Bacteria_16S 1528020 1527955 7 72 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
124140 Bacteria_16S 1529532 1529467 7 72 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 
124140 Bacteria_16S 1531044 1530979 7 72 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
124140 Bacteria_16S 1535568 1535503 7 72 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
124140 Bacteria_16S 1537077 1537012 7 72 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
124140 Bacteria_16S 1538640 1538575 7 72 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
124140 Bacteria_16S 1541750 1541685 7 72 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
124140 Bacteria_16S 1543310 1543245 7 72 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 


124140 Bacteria_16S 1669316 1669251 7 72 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

124140 Bacteria_16S 1740954 1740889 7 72 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 


strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
124140 Bacteria_16S 1747069 1747004 7 72 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 


124140 Bacteria_16S 1769747 1769686 11 72 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

124140 Bacteria_16S 1778735 1778694 60 101 gi|219878351|ref|NR_025490.1| Paenibacillus 


agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
124140 Bacteria_16S 1835108 1835043 7 72 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 


124140 Bacteria_16S 


1853387 1853322 7 


72 


gi|219878299 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 
Thermobifida. 


Nocardiopsaceae; 
124140 Bacteria_16S 
halophila strain 


Pseudonocardiaceae; 
124140 Bacteria_16S 
humiphilum strain 


Intrasporangiaceae; 
124140 Bacteria_16S 
strain CCUG 41709 


124140 Bacteria_16S 


marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 191128 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
124140 Bacteria_16S 


radicidentis strain CCUG 36733 16S ribosomal RNA, partial 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
124140 Bacteria_16S 


urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
124140 Bacteria_16S 


strain 95Al 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


124140 Bacteria_16S 


1887136 1887071 7 


1900990 1900925 7 


1908094 1908029 7 


1911077 1911012 7 


1932592 1932527 7 


1955327 1955262 7 


1962855 1962802 51 


2051542 2051485 15 


72 


72 


DSM 12362 16S ribosomal RNA, partial 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; 
Ornithinimicrobium. 


72 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


72 


pee 


72 


104 


complete sequence 


72 


gi| 219878274 


DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Act 
Saccharomonospora. 


219878263 
sequence 


gi 


gi|219878258 


gi|219878256 


gi|219878240 


gi| 219878225 


gi|219878220 
1961654 19631 


gi|219878158 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 20518 


Firmicutes; 
124140 Bacteria_16S 
granulosum strain 


124140 Bacteria_16S 


thermolithotrophum strain BSA 16S ribosomal RNA, partial 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 


124140 Bacteria_16S 
strain YIM 90003 


Streptomonospora. 
124140 Bacteria_16S 


Clostridia; 


2079019 2078954 7 


2088237 2088183 50 


2157872 2157807 7 


2253439 22533747 


Clostridiales; Veillonellaceae; 


72 


DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


104 


72 


72 


strain KS9 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


124140 Bacteria_16S 


2309781 2309716 7 


72 


219878137 
sequence 


gi 


gi|219878131 


gi| 219857630 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219857564 
2252243 22536 


gi| 219857523 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 


Actinobacteria; Actinobacteridae; Actinomycetales; 


124140 Bacteria_16S 


2311287 23112227 


72 


strain A290 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
124140 Bacteria_16S 
strain HRC292 16S 


124140 Bacteria_16S 


salina strain YIM90002 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 
124140 Bacteria_16S 
pachnodae strain 


Xylanimicrobium. 
124140 Bacteria_16S 
strain ILE-3 16S 
Synergistetes; 
124140 Bacteria_16S 


Synergistia; 


2370323 2370290 6 


2409811 2409746 7 


2514288 2514223 7 


2560846 2560781 7 


2673874 2673778 6 


40 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


72 


72 


VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


72 


ribosomal RNA, partial sequence 
Synergistales; 


Syner 
102 


manihotivorans strain OND 32 16S ribosomal RNA, 


manihotivorans Bacteria; 


Firmicutes; 


Lactobacillales; 


gi| 219857522 
2310109 23115 


gi|219857480 
2369126 23705 


219857454 
24085 


gi 


219857368 
25130 


gi 


gi| 219857337 
2559665 25611 
gistaceae; 
gi|219857207 
complete sequence 
Lactobacill 


Actinomycetales; 


inomycetales; 


Actinomycetales; 


1906868 1908267 Actin 


Actinomycetales; 


sequence 1931360 193276 
Actinomycetales; 


sequence 1954098 195552 
Actinomycetales; 


Actinomycetales; Propionib 


sequence 


Streptosporangineae; 


Streptosporangineae 


Micrococcineae; 


ref |NR_025438.1 
1852181 185367 


ref |NR_025413.1 
1885917 188742 


ref|NR_025402.1 
1899804 190110 
Micrococc 


ref |NR_025397.1 


fo) 
Actinomycetace 
ref|NR_025395.1 


ref |NR_025379.1 


ref |NR_025364.1 


ref|NR_025359.1 
Pasteurella 


ref |NR_025297.1 


ref|NR_025276.1 
2077807 207932 


ref|NR_025270.1 
2087053 208849 
Desul 
NR_025219.1 


ref 


ref |NR_025152.1 


ref|NR_025111.1 
Streptosp 
ref|NR_025110.1 
29 Actinomadura 
Thermomon 


ref|NR_025068.1 


ref|NR_025042.1 
77 2410105 Strept 
7 


ref |NR_024956.1 
94 2514560 Xylani 


ref |NR_024925.1 


ref |NR_024835.1 
2672606 267416 
aceae; Lactobaci 


Thermobifida 
5 Thermobifida 


Streptosporangineae; 


Saccharomonospora 
1 Saccharomonospora 


Pseudonocardineae; 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Actinomyces 

2 Actinomyces 


Actinomycineae; 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 
Anaerosinus. 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
Streptosporangineae; Nocardiop 


saceae; 


Nocardiopsis composta 


96 Nocardiopsis composta Bacteria; 
Streptosporangineae; Nocardiop 


saceae; Nocardiopsis. 
Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Streptosporangineae; 


orangiaceae; Nonomuraea. 
Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 
Aminobacterium. 


Lactobacillus 
4 Lactobacillus 
llus. 


124140 Bacteria_16S 2700848 2700783 7 72 
strain EPSA11 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; 
124140 Bacteria_16S 2745939 2745874 7 
A1-17B 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micrococcineae; 


124140 Bacteria_16S 2751704 2751639 7 72 


72 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


Streptosporangiaceae; Microtetraspora. 
124140 Bacteria_16S 2753200 2753135 7 
sphaerica strain 
sphaerica Bacteri 
Streptosporangiaceae; 
124140 Bacteria_16S 

strain JCM 9373 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Planomonospora. 
124140 Bacteria_16S 
terrae strain IFO 


72 


Planomonospora. 


2754696 27546317 72 


2760752 2760687 7 72 


Actinokineospora. 
124140 Bacteria_16S 
minutisporangium 


2798338 2798273 7 72 


Frankineae; Cryptosporangiaceae; Cryptosporangium. 


124140 Bacteria_16S 2819534 2819469 7 72 


Streptosporangiaceae; 
124140 Bacteria_16S 

strain JCM 3166 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Planobispora. 
124140 Bacteria_16S 
parontospora subsp. 
Planomonospora parontospora subsp. 
Actinomycetales; Streptosporangineae; 
124140 Bacteria_16S 2906881 2906816 7 
strain SJS0289-JS 
Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 2929671 2929622 51 100 

strain IFO 13613 


Planomonospora. 


2821027 2820962 7 72 


2822521 2822456 7 72 


72 


124140 Bacteria_16S 2932684 2932635 51 100 


japonicum strain 


124140 Bacteria_16S 
strain IFO 16068 
Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 3023738 3023673 7 72 
polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gordonia. 

124140 Bacteria_16S 3082844 3082787 15 


2955373 2955308 7 72 


72 


kamchatkensis strain K-119 16S ribosomal RNA, partial s 


kamchatkensis Bacteria; 
Desulfurella. 
124140 Bacteria_16S 
strain HK1 0089 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 3145834 3145769 7 72 
strain 10371 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; 
124140 Bacteria_16S 3205229 3205172 15 72 
strain HA2P 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 
124140 Bacteria_16S 3232343 3232290 50 
strain DSM 10020 
Firmicutes; Clostridia; 
124140 Bacteria_16S 


Proteobacteria; 


3133783 3133718 7 72 


103 


Clostridiales; 
3250572 3250507 7 


Pe 


Prevotellaceae; 


2744758 2746095 Ro 
Micrococcaceae; 


JCM 9374 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


6S ribosomal RNA, partial sequence 2753496 27 


15668 16S ribosomal RNA, partial sequence 27 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


strain IFO 15962 16S ribosomal RNA, part 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


2 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 


1 16S ribosomal RNA, partial sequence 


ATCC 19191 16S ribosomal RNA, partial 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; 


s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 


Deltaproteobacteria; 


Prevotellaceae; 


Spirochaetaceae; Treponema. 


gi|219857188 
2699606 27010 


gi|219857157 


gi| 219857152 


219857151 


gi 


219857150 
549 


gi 


Streptosporangineae; 


219857146 
595 


gi 


P 


gi|219857118 


gi| 219856911 


gi|219856910 


6S ribosomal RNA, partial sequence 2819828 28212 
Streptosporangineae; 


gi|219856909 


antibiotica strain JCM 3094 16S ribosomal RNA, 
antibiotica Bacteria; Actinobacteria; 
Streptosporangiaceae; 


219856852 
29056 


gi 


Corynebacterineae; 


gi| 219856837 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


219856835 
sequence 


gi 


gi| 219856820 


16S ribosomal RNA, partial sequence 2954180 29556 


219846908 
1 sequence 


gi 


219846867 
equence 
Desu 


gi 


gi| 219846833 


6S ribosomal RNA, partial sequence 3132587 31340 


gi|219846825 
3144616 31460 


gi|219846785 
3204032 32054 


gi|219846766 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fami 


ly XI. I 
219846754 


gi 


seudonocardineae; 


ial sequence 


sequence 
Actinomycetales; 


Planomono 


locystaceae; 


Oceanospiril 


ref|NR_024816.1 


ref|NR_024785.1 


thia aeria Bacteria; 


Rothia. 
ref|NR_024780.1 

2750506 275194 
les; Strepto 


ref|NR_024779.1 
2752000 275344 


ref|NR_024778.1 


ref|NR_024774.1 
56 2761026 Actino 


ref |NR_024746.1 


279714 


ref|NR_024732.1 
2818334 281977 
Strept 


ref|NR_024731.1 
70 Planobispora 


ref |NR_024730.1 


partial sequen 


spora. 
ref|NR_024671.1 
66 2907143 Willia 
Williamsiac 
ref|NR_024656.1 
56 Terasakiella 
Terasakiella. 
ref|NR_024654.1 

2931509 293296 
lales; Pseud 
ref |NR_024639.1 
Gordoniacea 
ref|NR_026500.1 

3022528 302398 
tinomycetales; C 


ref|NR_026459.1 

3081609 308313 
lfurellales; Des 
ref|NR_026425.1 


Dermacoccaceae 


ref |NR_026417.1 


ref |NR_026377.1 


ref |NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 


Prevotella salivae 


98 Prevotella salivae Bacteria; 
Prevotella. 


Rothia aeria strain 
Actinobacteria; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 


Streptosporangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 
Streptosporangiaceae; 


Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Cryptosporangium 
5 2798614 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


rosea Bacteria; 
Streptosporangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Terasakiella pusilla 


pusilla Bacteria; 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
Corynebacterineae; 


e; Gordonia. 
Gordonia 

4 Gordonia 

orynebacterineae; 


Desulfurella 
4 Desulfurella 


ulfurellaceae; 


Demetria terragena 


43 Demetria terragena Bacteria; 
Micrococcineae; 


; Demetria. 
Prevotella pallens 


69 Prevotella pallens Bacteria; 
Prevotella. 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 


ref|NR_026346.1 


Nonomuraea salmonea 


strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 3250829 Nonomuraea salmonea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporang 


ineae; Streptosp 


orangiaceae; Nonomuraea. 


124140 Bacteria_16S 3252072 3252007 7 72 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

124140 Bacteria_16S 3253570 3253505 7 72 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

124140 Bacteria_16S 3255067 3255002 7 72 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

124140 Bacteria_16S 3369196 3369131 7 72 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

124140 Bacteria_16S 3370694 3370629 7 72 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

124140 Bacteria_16S 3372191 3372126 7 72 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 


Bacteria; Actinob 


Streptosporangium. 
124140 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 


Promicromonospora. 
124140 Bacteria_16S 


strain NCTC 10951 


acteria; Actinobacteridae; Actinomycet 


3396385 33963207 72 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3413222 34131577 72 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


124140 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


124140 Bacteria_16S 


strain DSM 20541 


3445591 3445530 11 72 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3457940 3457875 7 72 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


124140 Bacteria_16S 


strain NCTC 11636 


3480713 3480648 7 72 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3482188 3482123 7 72 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


124140 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


124140 Bacteria_16S 


strain B422 16S r 
Bacteroidetes; Ba 


124140 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


124140 Bacteria_16S 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 


124140 Bacteria_16S 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 


124140 Bacteria_16S 


strain FD 25934 1 
Actinobacteria; A 
Actinomadura. 


124140 Bacteria_16S 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


124140 Bacteria_16S 


3512440 3512375 6 TL gi 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


’ 


3573568 3573503 7 72 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3585678 3585621 15 72 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3680033 3679984 51 100 gi 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 

3725204 3725139 7 72 gi 
rain A-184 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 
3728117 3728052 7 


gi 


72 gi 


ctinobacteridae; Actinomycetales; Stre 
3729572 3729507 7 72 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 

3731029 3730964 7 


72 gi 


6S ribosomal RNA, partial sequence 3726957 372 


ales; Stre 
219846648 
ence 33951 


ales; Micr 


219846636 
34120 
nomycineae 
219846613 
ence 34443 
nellaceae; 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


ococcineae 
219846589 
1 sequence 
Actinomyc 


219846588 
34809 
nomycineae 
219846568 
quence 
tinomyceta 


219846527 


3572354 35738 


ae; Prevot 
219846519 
ence 35844 
nellaceae; 
219846451 
quence 
eria; 


219846418 
sequence 


ae; Acti 


: no 


219846416 
83 
ptosporang 
219846415 
1 sequence 
idae; Acti 


219846414 


libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 


Rick 


ptosporangineae; 
ref |NR_026240.1 
98 3396650 Promic 
ococcineae; Prom 


ref|NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026181.1 
3479494 348091 
etales; Actinomy 


ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026160.1 

3511236 351270 
les; Micrococcin 


ref|NR_026119.1 
ella. 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref |NR_026042.1 

3678896 368032 
ettsiales; Ricke 


ref|NR_026009.1 
3724040 372545 
mycetales; Strep 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomon 
ref|NR_026006.1 

3728410 372981 
nomycetales; Str 


Streptosporangiaceae; 


Promicromonospora 
romonospora citrea 
icromonosporaceae; 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Succiniclasticum 

iclasticum ruminis 

m. 

Nesterenkonia halobia 

halobia Bacteria; 
Nesterenkonia. 

Actinomyces 

5 Actinomyces 

cineae; 


, 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Microbacterium 

9 Microbacterium 

eae; Microbacteriaceae; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Actinomadura 
0 Actinomadura 


tosporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


ref|NR_026005.1 
3729869 373127 


Actinocorallia 
2 Actinocorallia 


libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporace 


124140 Bacteria_16S 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 373 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


124140 Bacteria_16S 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


124140 Bacteria_16S 


strain IFO 14097 


Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 


strain IFO 14525 


Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 


strain IFO 14345 


Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


124140 Bacteria_16S 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


124140 Bacteria_16S 


strain IFO 14094 


Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 


strain IFO 13155 


Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 


strain IFO 14745 


Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 


124140 Bacteria_16S 


strain ATCC VR-61 
Bacteria; Proteob 
spotted fever gro 


124140 Bacteria_16S 


strain IFO 15474 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 


124140 Bacteria_16S 


strain IFO 15965 


ae; Actinocorallia. 


3732485 3732420 7 72 


gi 
Stre 


3733947 3733882 7 72 gi 
in SF2197 16S ribosomal RNA, partial s 


Actinomadura. 
3736871 3736806 7 


ae; 
72 gi 
Stre 


3738332 3738267 7 72 gi 
Stre 


3739797 3739732 7 72 gi 
Stre 
3741261 3741196 7 72 gi 
Mt-3 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


3742724 3742659 7 72 
ribosomal RNA, partial sequence 


gi 
Stre 


3744188 3744123 7 72 


gi 
Stre 
3745654 3745589 7 72 gi 
ibosomal RNA, partial sequence 
Stre 
3747112 3747047 7 72 gi 
Stre 


3748575 3748510 7 72 gi 
Stre 
3846897 3846848 51 100 gi 
in 3-7-6 16S ribosomal RNA, complete s 
eria; Proteobacteria; Alphaproteobacte 
ed fever group. 

3848387 3848338 51 100 gi 
1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Ricketts 
up. 


3901992 3901927 7 72 


gi 
Stre 


3903507 3903442 7 72 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


124140 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 
Salinimonas. 


124140 Bacteria_16S 


strain JC2056 16S 


4006237 4006184 51 104 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


4050272 4050207 7 72 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


124140 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


124140 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


124140 Bacteria_16S 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 


4211353 4211288 7 Ta gi 
n SA 233 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

4219000 4218935 7 72 gi 
in L 46 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

67811 67771 


57 97 gi 


eria; Actinobacteria; Actinobacteridae; 


pt 


equence 


’ 


pt 


pt 


ce 
ales; 


pt 


pt 


pt 


pt 


pt 


equence 
ria; 


iales; 


pt 


ki 


neae; 


s 
ri 


a; 
io 


quence 


uence 


asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


219846413 
ospora 
219846412 
Actinomy 


219846410 
16S ribosomal RNA, partial sequence 3735706 37371 
osporang 
219846409 
16S ribosomal RNA, partial sequence 3737165 37385 
osporang 
219846408 
16S ribosomal RNA, partial sequence 3738628 37400 
ptosporang 
219846407 
37400 
Stre 


219846406 
3741557 37429 
osporang 


219846405 
16S ribosomal RNA, partial sequence 3743020 37444 
osporang 
219846404 
3744485 37458 
osporang 
219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
osporang 
219846402 
16S ribosomal RNA, partial sequence 3747408 37488 
osporang 
219846331 


Ricke 
219846330 
38472 
Ric 
219846294 
16S ribosomal RNA, partial sequence 3900794 39022 


osporang 


219846293 
16S ribosomal RNA, partial sequence 3902319 39037 


219846221 
equence 
Alter 
219846187 
4049074 40504 
nibacter 
219846068 
Actinomyc 
219846062 


; Actinomy 


265679019 


Streptosp 


ref|NR_026004.1 
31 Actinomadura 
ineae; Thermomo 


27 
ng n 
ref|NR_026003.1 

3732782 373419 
cetales; Strepto 


ref|NR_026001.1 


inea 
ref 


e; Streptosp 
NR_026000.1 


inea 
ref 


e; Streptosp 
NR_025999.1 


ineae; Streptosp 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref |NR_025997.1 


ineae; Streptosp' 


ref|NR_025996.1 


inea 
ref 


e; Streptosp 
NR_025995.1 


inea 
ref 


e; Streptosp 
NR_025994.1 


inea 
ref 


e; Streptosp 
NR_025993.1 


ineae; Streptosp 
ref|NR_025921.1 

3845748 384718 
ttsiales; Ricket 


ref |NR_025920.1 
38 3848677 Ricket 
kettsiaceae; Ric 


ref|NR_025884.1 
68 Herbidospora 
ineae; Streptosp 


ref|NR_025883.1 


Cryptosporangiacea 
ref|NR_025811.1 

4005071 400647 
omonadales; Alte 


ref|NR_025777.1 
ineae; Nocardioi 
ref|NR_025658.1 

4210162 421159 
etales; Pseudono 


ref|NR_025652. 
4217823 42192 
cetales; Strept 


9 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Rickettsia 

7 Rickettsia 

tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Salinimonas 

7 Salinimonas 

romonadaceae; 


Nocardioides aestuarii 


53 Nocardioides aestuarii Bacteria; 


daceae; Nocardioides. 
Saccharothrix 

0 Saccharothrix 

cardineae; 


Actinomadura 
1 Actinomadura 
sporangineae; 


ref |NR_029327.1 
66694 68135 
Sphingomonadales; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


124140 Bacteria_16S 


wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicutes; 
124140 Bacteria_16S 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Arthrobacter. 
124140 Bacteria_16S 
strain 55134 16S 


124140 Bacteria_16S 
strain Benl02 16S 


124140 Bacteria_16S 
strain Benl104 16S 


124140 Bacteria_16S 


105708 105687 7 


Clostridia; 
134769 134729 6 


145321 145281 6 


250955 250915 57 


252437 252397 57 


253912 253872 57 


28 


47 


47 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


97 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


97 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


97 


gi 


gi 


gi 


265678993 
10448 


265678973 
13354 


265678966 


144082 14559 


gi 


265678895 


249819 25124 


gi 


265678894 


251300 25272 


gi 


265678893 


kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 


kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Amaricoccus. 
124140 Bacteria_16S 


255388 255340 57 


F186 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


124140 Bacteria_16S 


285565 285521 57 


104 


254252 255652 Afipia broomeae Bacte 


101 


gi 


gi 


265678892 


265678870 


rhabdoformis strain M16 16S ribosomal RNA, partial sequence 28438 


Bacteria; 
124140 Bacteria_16S 
strain YIM 70081 


124140 Bacteria_16S 


sandarakina strain YIM 70009 16S ribosomal RNA, partial 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 
124140 Bacteria_16S 


359882 359842 6 


361428 361388 6 


373287 373247 57 


47 


47 


97 


gi 


gi 


gi 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


265678815 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


265678814 
sequence 
Actinomyc 


265678806 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 
124140 Bacteria_16S 
strain PL7HG1 16S 


124140 Bacteria_16S 
populi BJ001 16S 
Bacteria; 
124140 Bacteria_16S 


383947 383899 57 


416466 416418 57 


427261 427221 6 


104 


ribosomal RNA, partial sequence 


104 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


47 


gi 


265678799 


382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


gi 


265678777 


415329 41680 


gi 


265678770 


xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 


xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Micrococcaceae; Nesterenkonia. 


124140 Bacteria_16S 


halotolerans strain YIM70084 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 
124140 Bacteria_16S 


430348 430308 6 


436565 436525 6 


47 


47 


gi 


gi 


putterlickiae strain F18-98 16S ribosomal RNA, partial 


putterlickiae Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Kitasatospora. 


124140 Bacteria_16S 
strain QH3A7 16S 


124140 Bacteria_16S 


ribosomal RNA, 


490158 490118 6 


494811 494771 6 


47 


complete sequence 


47 


gi 


265678768 
sequence 


265678764 
sequence 


265678725 


488917 49045 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


265678722 


kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 


kerguelensis Bacteria; Actinobacteria; Actinobacteridae 


Arthrobacter. 
124140 Bacteria_16S 


496316 496276 6 


47 


gi 


265678721 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 


gangotriensis Bacteria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


124140 Bacteria_16S 


contaminans strain R-16222 16S ribosomal RNA, partial s 


contaminans Bacteria; 
124140 Bacteria_16S 


hassiacum strain W-51 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


526857 526762 6 


Firmicutes; Bacillales; 
593544 593504 57 


101 


gi 


265678701 
equence 


Bacillaceae; Anoxyb 


97 


gi 


265678657 


Thermoa 


ococcineae; 


hodobacter 


hodobacter 


Rhodob 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Sphingomonadales; S 


ref 


e; Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


acil 
ref 


6 105949 Thermo 
naerobacteraceae 


6 135015 Arthro 
Micrococcineae; Micr 


252777 254201 
acterales; 


4 285824 Desulf 
Desulfobulbacea 


4 Nesterenkonia 
Micrococcaceae 


360205 361665 
etales; 


429128 430610 
Actinomycetales; 


435340 436871 
e; Actinomycetales; 


493586 495067 
; Actinomycetales; 


495118 496571 
e; Actinomycetales; 


525601 527141 


NR_029301.1 


NR_029281.1 


NR_029274.1 


NR_029203.1 


Amaricocc 
NR_029202.1 


Amaricocc 
NR_029201.1 


Rhodo 


NR_029200.1 


NR_029176.1 


NR_029120.1 


NR_029119.1 


Micrococ 


NR_029104.1 


Microc 
NR_029073.1 

Microco 
NR_029069.1 
Strept 
NR_029030.1 


J 
NR_029027.1 


Microco 
NR_029026.1 
Microc 
NR_029006.1 


lus. 


Thermoanaerobacter 
anaerobacter wiegelii 
; Thermoanaerobacter. 

Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


Jonesiaceae; Jonesia. 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 
aceae; 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 
aceae; 


us. 
Amaricoccus 
Amaricoccus 

bacteraceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Nesterenkonia lutea 

lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Sphingomonas 
Sphingomonas 


phingomonadaceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


Bradyrhizobium. 
ref|NR_029082.1| Methylobacterium 
5 Methylobacterium populi BJ001 

Methylobacterium. 
ref|NR_029075.1| Nesterenkonia 
426041 427535 Nesterenkonia 


occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Kitasatospora 
Kitasatospora 


omycineae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 
; Jonesiaceae; 


onesia. 

Arthrobacter 
Arthrobacter 

ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


Anoxybacillus 
Anoxybacillus 


NR_028962.1 


Novosphingobium 


592408 593892 Novosphingobium hassiacum 
Sphingomonadales; 


Sphingomonadaceae; Novosphingobium. 


124140 Bacteria_16S 


strain HKI 0120 1 


636135 636095 6 47 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 


strain HKI 0119 1 


124140 Bacteria_16S 


strain CMS90 16S 


124140 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


124140 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


124140 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


124140 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


124140 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


124140 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


124140 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


124140 Bacteria_16S 


strain BT-H1 16S 


Firmicutes; Clost 


124140 Bacteria_16S 


strain WSU 86/104 


124140 Bacteria_16S 


subsp. socranskii 
socranskii subsp. 


124140 Bacteria_16S 


strain IC166 16S 


Bacteroidetes; Fl 


124140 Bacteria_16S 


yabuuchiae strain 


Bacteria; Proteob 


6S ribosomal RNA, partial sequence 634924 63640 


265678627 


ref|NR_028932.1 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ococcineae; Intrasporangiaceae; Knoellia. 

637666 637626 6 47 gi|265678626|ref|NR_028931.1| Knoellia sinensis 

6S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

647003 646963 6 47 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 

ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

666501 666406 6 101 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
ridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

698232 698188 57 101 gi| 265678584 |ref|NR_028889.1| Brevundimonas 

CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

720752 720712 57 97 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
ain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
teria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 

780996 780944 50 102 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

870957 870909 57 104 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
in BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
eria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 

884418 884323 6 101 gi|265678455|ref|NR_028757.1| Desulfacinum 
ain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
teria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 

905856 905835 7 28 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
in SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
eria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 

r. 

939865 939825 6 47 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

973880 973816 7 71 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
4 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 

Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

984438 984378 12 72 gi|265678388|ref|NR_028690.1| Treponema socranskii 
strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1028846 1028825 7 28 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

1068343 1068303 57 97 gi| 265678332 |ref|NR_028634.1| Sphingomonas 

Al-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 
acteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

1069842 1069798 57 101 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 


124140 Bacteria_16S 


strain W1-2B 16S 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


124140 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


124140 Bacteria_16S 


strain DAPP-PG 22 
Proteobacteria; A 


124140 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


124140 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


124140 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


124140 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 
Carboxydibrachium 


1074252 1074212 57 97 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1078646 1078606 57 97 gi 
4 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1084623 1084583 57 97 gi 


Sphingomonadales; 
1087784 1087689 6 
1 RNA, complete sequence 
laceae; Bacillus. 
1110461 1110440 7 28 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 
Collinsella. 
1195252 1195231 7 28 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; 


ia; Sphingomonadacea 


101 gi 


’ 


1068707 10701 


1086532 1088056 Bacil 


aulobacter 
265678328 
ence 10731 
onadales; 
265678324 
10775 
Sphingomon 
265678320 


e; Sphingo 
265678318 


265678302 
sequence 
Coriobacte 


228715634 


33 Brevundimonas 
aceae; 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028620.1 
lus akibai Bacte 


ref|NR_028604.1 
1109258 111072 
riales; Coriobac 


ref 


NR_027536.1 


nasdae Bacteria; 


Brevundimonas. 


Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingobium amiense 
acteria; Proteobacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Collinsella 
0 Collinsella 
terineae; 


Carboxydibrachium 


1194029 1195514 Carboxydibrachium pacificum 


Thermoanaerobacterales; 


Thermoanaerob 


acteraceae; 


124140 Bacteria_16S 
intestinalis DSM 
13280 Bacteria; Actinobacteria; 


Collinsella. 


124140 Bacteria_16S 


DSM 


Collinsella. 


124140 Bacteria_16S 
subsp. paredis st 
socranskii subsp. 


str. 


13279 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; 


Coriobacteridae; 


1252510 1252450 12 72 


gi 


paredis Bacteria; Spirochaetes; 


1204363 1204342 7 28 gi| 228715356 
13280 16S ribosomal RNA, partial sequence 12031 
Coriobacteridae; Coriobacteriales 

1205869 1205848 7 28 gi| 228715355 
1204671 12061 


Coriobacteriales; 


Cori 


219857241 


ref 


ref 


ref 


rain ATCC 35535 16S ribosomal RNA, partial sequence 
Spirochaetales; 


28 Collinsella 


Spirochaetaceae 


NR_027528.1 


NR_027527.1 


NR_024869.1 
125128 


Collinsella 


62 1204620 Collinsella intestinalis DSM 
; Coriobacterineae; 


Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 
obacterineae; Coriobacteriaceae; 


Treponema socranskii 
9 1252767 Treponema 
; Treponema. 


124140 Bacteria_16S 1254037 1253977 12 72 gi|219857240|ref|NR_024868.1| Treponema socranskii 

subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 

socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

124140 Bacteria_16S 1314319 1314298 7 28 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 

brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 

Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

124140 Bacteria_16S 1317443 1317379 7 72 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

124140 Bacteria_16S 1334365 1334325 6 47 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 
124140 Bacteria_16S 
hamburgensis stra 
Proteob 


Bacteria; 


1367623 1367567 15 71 gi| 228718799 
complete sequence 1366379 13679 

Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
1372250 1372229 6 27 gi|228718145 


124140 Bacteria_16S 
HTCC2155 strain H 
HTCC2155 Bacteria; 
124140 Bacteria_16S 
16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 


RW1 


Sphingobium. 


124140 Bacteria_16S 
strain S-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 


1365996 1365948 57 104 gi 


1400720 1400680 57 
RNA, partial sequence 


97 gi 
Sphingomonadales; 
1408151 1408111 57 97 gi 


1414212 1414172 57 97 


gi 


Sphingomonadales; 
1421873 1421833 6 47 gi 


Micrococcaceae; Arthrobacter. 


124140 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 


1454105 1454065 6 47 gi 


Micrococcaceae; Arthrobacter. 


124140 Bacteria_16S 
strain DSM 20127 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
124140 Bacteria_16S 
brockii subsp. 


la 


Fi 


1502377 1502337 6 
16S ribosomal RNA, 


47 gi 
complete sequence 
1506816 1506795 7 28 gi 
lactiethylicus 
Thermoanaerobacteraceae; 
1544869 1544848 7 28 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1558256 1558216 6 47 


gi 


gi 


terrestris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
124140 Bacteria_16S 
gansuensis strain 


Kitasatospora. 


1559750 1559710 6 47 gi 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
124140 Bacteria_16S 


Kitasatospora. 
1573151 1573103 57 


104 gi 


faecalis strain gc 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 


6S ribosomal RNA, partial sequence 1333148 13346 
acteria; Actinobacteridae; Actinomycetales; 


in X14 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 
124140 Bacteria_16S 
strain E58 16S ribosomal RNA, 


TCC2155 16S ribosomal RNA, partial sequence 
Lentisphaerae; Lentisphaerales; Lentisphaerace 


1399580 1401060 Sphin 


strain ATCC 33790 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteobacteria; S 


1413085 14145 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Act 


strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Act 


ctiethylicus strain SEBR 5268 16S ribosomal RNA, 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
124140 Bacteria_16S 

strain KMM 426 16 
Bacteroidetes; 
124140 Bacteria_16S 
terrestris strain 


Thermoanaerobact 


1543657 15451 
Flavobacteriaceae 


HKI 0186 16S ribosomal RNA, partial sequence 


HKI 0314 16S ribosomal RNA, partial sequence 


Micr 


228719040 
13648 


228715353 


Sphingomon 
219846657 


224581449 


Sphingomon 
224581444 


224581418 


219846604 
15011 


219846365 
Bacteria; 


219857262 


219846193 
Actinomyce 
219846192 


Actinomyce 


ref 


ref 


ref 


ae; 


ref 


ref 


ref 


ref 


ref 


ref 
> Mi 


ref 


er. 
ref 


ref 


ref 


219857383 


ref 


32 Beutenbergia 
ococcineae; 


67 1366328 Nitrob 
Bradyrhizobiaceae; Ni 


26 Chlamydophila 


1371035 137251 


gomonas wittichi 


adaceae; 


uence 
phingomonadales; 


1420664 142216 
inomycetales; Mi 


1452894 145438 
inomycetales; Mi 


62 1502633 Sinomo 


partial sequenc 
Firmicutes; 


1557082 155852 
tales; 


1558576 156000 
tales; 


Beut 


NR_027578.1 


NR_027576.1 


NR_027571.1 


Lentisphaera 
NR_027525.1 


Sphingo 
NR_026249.1 
140703 


NR_027233.1 


Sphingo 
NR_027226.1 


NR_027199.1 


NR_026196.1 


crococcaceae 
NR_025956.1 


NR_024893.1 


NR_025783.1 
Streptomy 
NR_025782.1 


Streptomy 


cavernae DSM 12333 


enbergiaceae; 


Nitrobacter 
acter hamburgensis X14 
trobacter. 
Chlamydophila pecorum 
pecorum E58 Bacteria; 


Lentisphaera araneosa 

2 Lentisphaera araneosa 
Sphingomonas wittichii 

i RW1 Bacteria; 

monas. 

Sphingobium 

2 1408473 Sphingobium 

Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 
adaceae; 


bium. 
Arthrobacter 

4 Arthrobacter 

crococcineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Sinomonas atrocyanea 

nas atrocyanea Bacteria; 

; Sinomonas. 
Thermoanerobacter 

e 1505601 1507107 


Clostridia; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 
; Arenibacter. 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


NR_024971.1 


Rhodopseudomonas 


1572032 1573475 Rhodopseudomonas faecalis 


124140 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


124140 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


124140 Bacteria_16S 


strain 4-0 16S ri 


1688955 1688860 6 101 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1742447 1742394 51 104 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


gi 


v 
mM. 


1781885 1781845 6 47 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


124140 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


124140 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


124140 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 


strain CF-25 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
124140 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


124140 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


124140 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


124140 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


124140 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


124140 Bacteria_16S 


34632 16S ribosom 
Alphaproteobacter 


124140 Bacteria_16S 


sulfonivorans str 
sulfonivorans Bac 
Micrococcaceae; A 


124140 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 
Micrococcaceae; A 


124140 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


124140 Bacteria_16S 


galactanivorans s 
galactanivorans B 


124140 Bacteria_16S 


sapomandens strai 
sapomandens Bacte 


124140 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 
Micrococcaceae; A 


1799932 1799892 6 47 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


1874754 1874714 6 47 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


1939939 1939891 57 104 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


1956690 1956650 57 97 
ibosomal RNA, partial sequence 


gi 


Sphingomonadales; 
1958283 1958243 6 47 gi 
ribosomal RNA, partial sequence 
Micr 
1982687 1982647 6 47 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
2016492 2016452 57 97 gi 
16S ribosomal RNA, partial sequence 
Sphingomonadales; 
2066717 2066677 6 47 gi 
n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
2191340 2191245 6 101 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
2250407 2250319 14 102 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Fructo 
2251932 2251844 14 102 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 
2302048 2302000 57 104 gi 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
2347511 2347471 6 47 gi 
ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 
2349020 2348980 6 47 gi 
rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 
2388527 2388506 7 28 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2393117 2393096 7 28 gi 
train Dsij 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Flavobacteria; 
2429626 2429532 7 101 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2455534 2455494 6 47 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 
rthrobacter. 


124140 Bacteria_16S 


strain JSS-26 16S 
Proteobacteria; A 


2459873 2459833 57 97 
ribosomal RNA, partial sequence 
lphaproteobacteria; 


gi 


Sphingomonadales; 


219878415 


1687712 16892 


219878379 
quence 


219878349 


1780670 17821 


ococcineae 
219878336 

quence 

Actinomyc 


219878285 
sequence 
Actinomyce 


219878235 
sequence 


ria; Rhizo 


219878224 


1955571 19570 


Sphingomon 
219878223 


1957067 19585 


ococcineae 
219878207 


1981436 19829 
Sora 


ngiineae; 
219878185 
20153 
Sphingomon 
219878146 
ce 20655 
ales; Micr 
219857605 
ence 21901 
illus. 
219857566 
equence 
bacillus. 
219857565 
ce 22507 


219857529 


2300928 2302353 Afipi 


ipia. 
219857496 

uence 

e; 


219857495 
quence 
ae; Actino 


v 


219857468 
nce 23873 
s; Thermoa 
219857465 
sequence 
Flavobact 
219857438 
sequence 
ales; Pept 
219857415 
sequence 
eridae; Ac 


219857410 


Sphingomon 


Aeromonad 


Actinomycet 


ref|NR_025554.1 


ref|NR_025518.1 
1741287 174278 
ales; Succinivib 


ref |NR_025488.1 


; Micrococcaceae 
ref|NR_025475.1 

1798724 180016 
etales; Micrococ 


ref|NR_025424.1 
1873541 187493 
tales; Micrococc 


ref|NR_025374.1 
1938810 194024 
biales; Methylob 


ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025193.1 
08 2191561 Amphib 


ref|NR_025154.1 
2249193 225066 


ref|NR_025153.1 
18 2252192 Fructo 


ref 
a bi 


NR_025117.1 
rgiae Bacter 


ref|NR_025084.1 
2346319 234777 
ales; Microc 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_025053.1 
2391886 239336 
eriales; Flavoba 
ref |NR_025026.1 

2428395 242981 
ococcaceae; Desu 
ref|NR_025003.1 

2454319 245573 
tinomycetales; M 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Methylobacterium 
9 Methylobacterium 


acteriaceae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Arthrobacter luteolus 


luteolus Bacteria; 


, 


Arthrobacter. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Micrococcus 
occus antarcticus 
ococcaceae; Micrococcus. 
Amphibacillus 
acillus fermentum 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Afipia birgiae strain 
ia; Proteobacteria; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 

Desulfotomaculum 
8 Desulfotomaculum 
1fotomaculum. 

Arthrobacter 
2 Arthrobacter 
icrococcineae; 


’ 


ref|NR_024998.1 


adaceae; Sphingo: 


Sphingomonas koreensis 


2458757 2460197 Sphingomonas koreensis Bacteria; 


monas. 


124140 Bacteria_16S 


strain JSS-7 16S 


chlorophenolicus 
chlorophenolicus 


2461365 2461325 57 


2517317 2517277 6 


Micrococcaceae; Arthrobacter. 


124140 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


strain AN1 16S ri 


strain KMM 3677 1 
Bacteroidetes; Fl 


124140 Bacteria_16S 


strain KMM 3676 1 
Bacteroidetes; Fl 


124140 Bacteria_16S 


strain KMM 3526 1 
Bacteroidetes; Fl 


124140 Bacteria_16S 
rain TH13 16S ribosomal RNA, partial s 
Bacillales; 


voinovskiensis st 
voinovskiensis Ba 


124140 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


124140 Bacteria_16S 
n KMM 3674 16S ribosomal RNA, partial 
Flavobacteria; 


troitsensis strai 
troitsensis Bacte 


124140 Bacteria_16S 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, p 
carboxydohydrogena Bacteria; Proteobacteria; Alphaprote 
124140 Bacteria_16S 
echinoides strain ATCC 14820 16S ribosomal RNA, partial 
echinoides Bacteria; Proteobacteria; Alphaproteobacteri 


Sphingomonas. 


124140 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


124140 Bacteria_16S 
TW-183 16S ribosomal RNA, partial seque 
ia; Chlamydiae; Chlamydiales; Chlamydi 
124140 Bacteria_16S 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
124140 Bacteria_16S 
in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae; 


pneumoniae strain 
pneumoniae Bacter 


hydrogenophilus s 
hydrogenophilus B 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


124140 Bacteria_16S 
train 0554 16S ribosomal RNA, partial 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


124140 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


124140 Bacteria_16S 


strain F98.3HR69 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


2524859 2524815 57 


2568450 2568402 57 


2684506 2684485 7 


avobacteria; 
2685948 2685927 7 


avobacteria; 
2687417 2687396 7 


avobacteria; 
2697731 2697636 6 


cteria; Firmicutes; 
2711347 2711326 7 


avobacteria; 
2738558 2738537 7 


Bacteroidetes; 
2860786 2860738 57 


ria; 


2865405 2865365 57 


2885692 2885652 57 
lphaproteobacteria; 
2982760 2982704 15 
2996435 2996363 30 
3045034 3044994 6 
Rarobacter. 

3057231 3057178 51 
acteria; Proteobacteria; 


3067769 3067717 50 


3084404 3084383 7 


teria; 
r. 


Firmicutes; 


3099341 3099301 6 


3136742 3136698 57 


ria; Proteobacteria; 


124140 Bacteria_16S 
617-93 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


3141279 3141192 15 


lales Family XI. 


97 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 


Sphingomonadales; 


47 


strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


101 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
124140 Bacteria_16S 


104 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
124140 Bacteria_16S 


28 


28 


6S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriales; 


28 


6S ribosomal RNA, partial sequence 2686201 26 
Flavobacteriales; 


101 


28 


6S ribosomal RNA, partial sequence 2710175 27 
Flavobacteriales; 


28 


104 


97 


97 


S ribosomal RNA, partial sequence 
Sphingomonadales; 


Tk 


101 


47 


104 
Gammapr 
102 


Inc 
28 


ain L-64 16S ribosomal RNA, partial se 
Clostridia; 


Tr 


47 


101 


102 


Flavoba 


Flavoba 


Flavoba 


Flavoba 


gi|219857409 
2460248 24616 
Sp 
219857366 
sequence 

idae; 


gi 


gi| 219857361 
2523668 25251 
D 
gi| 219857289 
2567339 25687 
rh 


gi|219857200 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriales; 


Ct 
219857199 
861 


gi 


cteriac 
219857198 
876 


gi 


cteriac 
219857190 
equence 
aceae; 
219857181 
115 


gi 


Bacill 
gi 


cteriac 
219857162 
sequence 

Flavo 
gi| 219856884 
ar 
obacteria; 
219856881 
sequence 
a; 


gi 


gi 


gi|219856866 
2884576 28858 
Sp 
219846935 
nce 

aceae; Chl 
219846926 
sequence 
icaceae; H 
219846892 
quence 


gi 


gi 


gi 
v 


219846884 
sequence 
cteria; Ae 


gi 
oteoba 


gi|219846877 


16S ribosomal RNA, partial sequence 3066573 30679 
lales; Bacillales Family XI. 
124140 Bacteria_16S 


ertae 
gi 


Sedis; 
219846866 
quence 

hermoanaerobacte 


gi| 219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
124140 Bacteria_16S 
n SB164P1 16S ribosomal RNA, partial s 
Deltaproteobacter 


ococcineae 
219846831 
equence 

ia; Desulf 


gi 


’ 


gi| 219846828 


hingomon 


Acti 


esulfobu 


izobiace 


eriaceae 


eae 


eae 


Ano 


eae 


bacteria 


tial sequenc 


Sphingomona 


hingomon 


Actinomy 


ref 


adac 
ref 


nomy 
ref 


lbac 
ref 


ae; 
ref 


7 ZO 
ref 


7 ZO 
ref 


7 ZO 
ref 


xyba 
ref 


; Ce 
ref 


les; 
ref 


Rhi 
ref 


ref 


adac 
ref 


amyd 
ref 


ydro 
ref 


ceta 
ref 
romo 


ref 


ref 
rale 
ref 


7 Mi 
ref 


w 


obac 


89 Sphingomonas 


2516115 25175 


53 Desulfotalea 


2696496 26980 


2737379 273875 


2864276 28657 


81 Sphingomonas 


2981577 29830 


2995219 29967 


3043846 30453 


3056079 30575 


3083185 30846 


44 Arthrobacter 


135552 31370 


NR_024997.1 


eae; Sphingo: 
NR_024954.1 
6 
c 


cetales; Mi 


NR_024949.1 


eae; Desulfo 
NR_024920.1 


Nitrobacter. 
NR_024828.1 


bellia. 
NR_024827.1 


bellia. 
NR_024826.1 


bellia. 
NR_024818.1 
0 
cillus. 
NR_024809.1 


llulophaga. 
NR_024790.1 


Flavobacter 
NR_024703.1 
e 285967 
zobiales; Br 
NR_024700.1 
3 
n 


dales; Sphi 


NR_024685.1 


eae; Sphingo: 
NR_026527.1 
5 
ophila. 
NR_026518.1 
3 
genobacter. 
NR_026484.1 
0 
les; Microco 
NR_026476.1 
4 
c 


nadales; Su 


NR_026469.1 


NR_026458.1 
6 
a 


s; Thermoan 


NR_026448.1 


crococcaceae 
NR_026423.1 
3 
Ss 


terales; De 


ref 


Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Arthrobacter 

0 Arthrobacter 

rococcineae; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Anoxybacillus 
1 Anoxybacillus 


Cellulophaga pacifica 


47 Cellulophaga pacifica Bacteria; 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Chlamydophila 
5 Chlamydophila 


Hydrogenobacter 
2 Hydrogenobacter 


Rarobacter 
9 Rarobacter 
ccineae; 


Succinivibrio 
1 Succinivibrio 


cinivibrionaceae; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Arthrobacter rhombi 


rhombi Bacteria; 


, 


Arthrobacter. 
Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


NR_026420.1 


Gemella bergeri strain 


3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 


Incertae Sedis; 


Gemella. 


124140 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


124140 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


strain LMG 2142 1 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 


strain DSM 9580 1 


3174793 31747727 28 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3209687 3209647 57 97 gi 


Sphingomonadales; 
3211179 3211139 57 97 gi 


Sphingomonadales; 
3262535 3262495 57 97 gi 


Sphingomonadales; 
3312675 3312635 57 97 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 
3352270 3352230 6 47 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 


strain DSM 7083 1 


3356914 3356874 6 47 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124140 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


124140 Bacteria_16S 


strain DSM 20119 
Actinobacteria; A 


124140 Bacteria_16S 


strain DSM 20138 
Actinobacteria; A 


124140 Bacteria_16S 


histidinolovorans 
histidinolovorans 
Micrococcaceae; A 


124140 Bacteria_16S 


strain DSM 20116 
Actinobacteria; A 


124140 Bacteria_16S 


strain DSM 20315 
Actinobacteria; A 


124140 Bacteria_16S 


strain DSM 20550 
Actinobacteria; A 


124140 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


124140 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


124140 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


124140 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


124140 Bacteria_16S 


crystallopoietes 
crystallopoietes 
Micrococcaceae; A 


124140 Bacteria_16S 


strain DSM 20133 
Actinobacteria; A 


124140 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


124140 Bacteria_16S 


3358478 3358438 6 47 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 


3402477 3402437 6 47 


gi 
ctinobacteridae; Actinomycetales; Micr 
3404015 3403975 6 47 gi 


ctinobacteridae; Actinomycetales; Micr 
3405545 3405505 6 47 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
rthrobacter. 


3407072 3407032 6 47 


gi 
ctinobacteridae; Actinomycetales; Micr 
3453357 3453317 6 47 gi 


ctinobacteridae; Actinomycetales; Micr 
3456412 3456372 6 47 gi 


ctinobacteridae; Actinomycetales; Micr 
3460955 3460915 6 47 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 


3462477 3462437 6 47 


gi 
ctinobacteridae; Actinomycetales; Micr 
3463999 3463959 6 47 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 


3465523 3465483 6 47 


gi 
ctinobacteridae; Actinomycetales; Micr 
3468567 3468527 6 47 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 


3470093 3470053 6 47 


gi 
ctinobacteridae; Actinomycetales; Micr 
3471613 3471573 6 47 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


219846805 
31735 
s; Thermoa 
219846782 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 


Sphingomon 
219846781 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 


Sphingomon 
219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
124140 Bacteria_16S 


Sphingomon 
219846712 


3311548 33129 


Sphingomon 
219846683 


6S ribosomal RNA, partial sequence 3351066 33525 


ococcineae 
219846679 


6S ribosomal RNA, partial sequence 3355696 33572 


ococcineae 
219846678 
1 sequence 
e; 


219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846642 
artial seq 
ridae; Act 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 


ococcineae 
219846608 


16S ribosomal RNA, partial sequence 3452140 34536 


ococcineae 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 


ococcineae 
219846602 
te sequenc 
ae; Actino 


’ 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846597 
rtial sequ 
idae; Acti 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 

219846595 
sequence 

Actinomyc 


3497395 34973747 28 gi 


219846578 


glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 


Coriobacteriaceae 


Coriobacterium. 


, 


Actinomycet 


ref |NR_026397.1 

65 3175071 Thermo 

naerobacteraceae 

ref |NR_026374.1 

11 Sphingomonas mali Bacteria; 

adaceae; Sphingomonas. 

ref |NR_026373.1| Sphingomonas 

03 Sphingomonas pruni Bacteria; 

adaceae; Sphingomonas. 

ref|NR_026338.1| Sphingomonas trueperi 

78 Sphingomonas trueperi Bacteria; 

adaceae; Sphingomonas. 

ref|NR_026304.1| Sphingobium xenophagum 

85 Sphingobium xenophagum Bacteria; 

adaceae; Sphingobium. 

ref|NR_026275.1| Agrococcus jenensis 

38 Agrococcus jenensis Bacteria; 

; Microbacteriaceae; Agrococcus. 

ref|NR_026271.1| Dermabacter hominis 

06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 

ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 

ales; Micrococcineae; 


Thermoanaerobacter 
anaerobacter mathranii 
; Thermoanaerobacter. 

Sphingomonas mali 


pruni 


ref|NR_026236.1 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026235.1| Arthrobacter ilicis 
85 Arthrobacter ilicis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

uence 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


Arthrobacter oxydans 


’ 


ref|NR_026233.1| Arthrobacter aurescens 
45 Arthrobacter aurescens Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026200.1| Micrococcus lylae 
11 Micrococcus lylae Bacteria; 

; Micrococcaceae; Micrococcus. 
ref|NR_026198.1| Arthrobacter agilis 
68 Arthrobacter agilis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026194.1] Arthrobacter 

e 3459743 3461210 Arthrobacter 
mycetales; Micrococcineae; 


, 


v 


, 


ref|NR_026193.1 
33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 
omycetales; Micrococcineae; 


Arthrobacter ramosus 


v 


ref|NR_026191.1 
79 Arthrobacter pascens Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026189.1] Arthrobacter 

ence 3467352 3468823 Arthrobacter 
nomycetales; Micrococcineae; 


Arthrobacter pascens 


’ 


v 


ref|NR_026188.1 
48 Arthrobacter citreus Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026187.1] Arthrobacter 

3470399 3471862 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


Arthrobacter citreus 


, 


ref|NR_026170.1| Coriobacterium 
3496207 3497641 Coriobacterium 


124140 Bacteria_16S 3641873 3641833 6 47 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

124140 Bacteria_16S 3643405 3643365 6 47 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

124140 Bacteria_16S 3644937 3644897 6 47 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
124140 Bacteria_16S 3655534 3655494 57 Os gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

124140 Bacteria_16S 3861956 3861924 70 103 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 


Lactobacillales; 
brockii subsp. 


Thermoanaerobacte 


124140 Bacteria_16S 


Lactobacillaceae; Lactobacillus. 
124140 Bacteria_16S 3883573 3883552 7 28 gi| 219846307 |ref|NR_025897.1 
finnii strain AKo-1 16S ribosomal RNA, partial sequence 388233 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia 
rales; Thermoanaerobacteraceae; Thermoanaerobacter. 
3895988 3895924 7 71 gi|219846298|ref|NR_025888.1 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
124140 Bacteria_16S 


strain B9 16S rib 


osomal RNA, partial sequence 


ribosomal RNA, complete sequence 


3899005 3898965 61 101 gi 


3894733 38962 


219846296 
3897893 38992 


ref|NR_025886.1 


Thermoanaerobacter 
8 3883860 


v 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

124140 Bacteria_16S 3912668 3912620 57 104 gi|219846286|ref|NR_025876.1| Agromonas 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
124140 Bacteria_16S 3975308 3975268 57 97 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

124140 Bacteria_16S 3976722 3976678 57 101 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

124140 Bacteria_16S 3994344 3994249 6 101 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 


strain GS5-97 16S 
Firmicutes; Bacil 


124140 Bacteria_16S 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


124140 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


124140 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


124140 Bacteria_16S 


strain PAT 05 16S 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


3993148 39945 


4101786 41031 


lales; Bacillaceae; Geobacillus. 
4059193 4059153 6 47 gi|219846181|ref|NR_025771.1 
rain YIM 70010 16S ribosomal RNA, partial sequence 4057969 405944 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
itricoccus. 
4085025 4084981 57 101 gi|219846163|ref|NR_025753.1 
F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methyl 
acteria; Betaproteobacteria; Methylophilales; Methylophilaceae; 
4094109 4094088 7 28 gi| 219846157 |ref|NR_025747.1 
6S ribosomal RNA, partial sequence 4092900 40943 
avobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
4103019 4102924 6 101 gi|219846151|ref|NR_025741.1 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

124140 Bacteria_16S 4190226 4190186 61 101 gi| 219846083 |ref|NR_025673.1 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 419056 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Schlegelella. 

124140 Bacteria_16S 4223523 4223475 57 104 gi|219846056|ref|NR_025646.1 
strain 34633 16S ribosomal RNA, partial sequence 4222451 42238 


Proteobacteria; Al 


124140 Bacteria_16S 


hispanicum strain 


Bacteria; Proteoba 


124140 Bacteria_16S 


aquaticum strain 


Bacteria; Proteoba 


124140 Bacteria_16S 


strain C3H-21 16S 
Actinobacteria; Ac 


124140 Bacteria_16S 


GR16 16S ribosomal RNA, partial sequen 


phaproteobacteria; Rhizobiales; Bradyrh 
4240135 4240087 57 104 gi 
GP34 16S ribosomal RNA, partial seque 
cteria; Alphaproteobacteria; Rhizobia 


4241594 4241546 57 104 gi 


nc 
le 


ce 
cteria; Alphaproteobacteria; Rhizobiale 
4244677 4244637 6 47 gi 
ribosomal RNA, partial sequence 
tinobacteridae; Actinomycetales; Micr 


90219 90175 57 101 gi 


izobiace 
219846042 
e 
s; Methy 
219846041 


42390 


42404 


s; Methy 
219722939 
4243475 42448 
ococcineae 
265679003 


hveragerdense strain JSP 16S ribosomal RNA, partial sequence 


ae; Afipia. 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 

ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 

ref|NR_024571.1 


; Dermabacterace 
ref|NR_029311.1 
89036 90489 


94 Geobacillus tepidamans Bacteria; 


Citricoccus 
8 Citricoccus 
coccineae; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Thermodesulfobacterium 
Thermodesulfobacterium 


hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 


Thermodesulfobact 


124140 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


124140 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


124140 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


124140 Bacteria_16S 


kaustophilus stra 
kaustophilus Bact 


124140 Bacteria_16S 


borstelensis stra 


borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
124140 Bacteria_16S 396247 396196 50 101 gi| 265678791 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 39505 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 
124140 Bacteria_16S 431804 431761 57 100 gi| 265678767 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Roseomonas. 

124140 Bacteria_16S 447263 447220 57 100 gi| 265678757 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
124140 Bacteria_16S 448795 448752 57 100 gi| 265678756 
strain 5424 16S ribosomal RNA, partial sequence 447654 44913 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
124140 Bacteria_16S 511642 511611 6 38 gi| 265678711 
strain Tf 16S ribosomal RNA, partial sequence 510382 51190 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

124140 Bacteria_16S 560427 560384 57 100 gi| 265678679 
strain 173-96 16S ribosomal RNA, partial sequence 559287 56077 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
124140 Bacteria_16S 561962 561919 57 100 gi| 265678678 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Roseomonas. 

124140 Bacteria_16S 630011 629968 57 100 gi| 265678631 
strain CE2105 16S ribosomal RNA, partial sequence 628893 63029 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
124140 Bacteria_16S 742185 742142 57 100 gi| 265678553 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 74252 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
124140 Bacteria_16S 746607 746576 6 38 gi| 265678549 
strain 4N13 16S ribosomal RNA, partial sequence 745469 74679 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
124140 Bacteria_16S 747982 747951 6 38 gi| 265678548 
strain 9A01 16S ribosomal RNA, partial sequence 746844 74816 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
124140 Bacteria_16S 749357 749326 6 38 gi| 265678547 
strain 4B02 16S ribosomal RNA, partial sequence 748219 74954 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
124140 Bacteria_16S 750732 750701 6 38 gi| 265678546 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseud 
Acinetobacter. 

124140 Bacteria_16S 752107 752076 6 38 gi| 265678545 


strain AB1110 16S 
Proteobacteria; G 


124140 Bacteria_16S 


strain B2 16S rib 
Proteobacteria; G 


124140 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


124140 Bacteria_16S 


erium. 

151294 151263 6 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
155969 155938 6 38 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
203282 203262 51 71 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


38 gi 


220430 220399 6 38 gi 
in BD 53 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Bacillac 
348182 348151 6 38 gi 
in Logan B4029 16S ribosomal RNA, part 


ribosomal RNA, partial sequence 
ammaproteobacteria; 
753482 753451 
osomal RNA, partial 
ammaproteobacteria; Pseudomonadales; M 
807030 806986 57 101 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 


Pseudomonadales; M 
6 38 gi 
sequence 


150066 15156 


750969 75229 


752344 75366 


265678962 


Clostridiu 
265678959 
uence 

idiales; C 
265678928 
ence 20208 
naerobacte 


265678916 
quence 

eae; Geoba 
265678826 
ial sequen 


oraxellace 
265678544 


oraxellace 
265678508 
ce 80584 
ulfobacter 


840700 840669 6 38 gi 


ref |NR_029270.1 
m. 
ref |NR_029267.1 

154728 156242 
lostridiaceae; C 
ref|NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


ref |NR_029224.1 
219184 220608 
cillus. 
ref|NR_029131.1 
ce 346943 34836 
Brevibacillus. 
ref|NR_029096.1 
0 396528 Tenuib 


pa 


ref |NR_029072.1 

430661 432145 
spirillales; Ace 
ref |NR_029062.1 


race 
ref 


ae; Roseomon 
NR_029061.1 


race 
ref 


ae; Roseomon 
NR_029016.1 


ref |NR_028984.1 
raceae; Roseomon 
ref |NR_028983.1 
560822 562307 
ospirillales; Ac 


ref |NR_028936.1 


llac 
ref 


eae; Roseosp 
NR_028857.1 


raceae; Roseomon 
ref |NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref|NR_028850.1 

749594 750918 
omonadales; Mora 


ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


265678486 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Clostridium 

Clostridium 
lostridium. 

Coprothermobacter 
hermobacter 
ulfobiaceae; 


Geobacillus 
Geobacillus 


Brevibacillus 
Brevibacillus 


Tenuibacillus 
acillus multivorans 


Roseomonas gilardii 
Roseomonas gilardii 


tobacteraceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Acinetobacter tandoii 
tandoii Bacteria; 
rs 
Acinetobacter gerneri 
gerneri Bacteria; 
r. 
Acinetobacter bouvetii 
bouvetii Bacteria; 
t,. 
Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 

Es 

Acinetobacter baylyi 
baylyi Bacteria; 

a 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


ref |NR_028789.1 


Geobacillus uzenensis 


strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 


Bacillales; Bacil 


laceae; Geobacillus. 


124140 Bacteria_16S 


857142 857118 79 103 gi 


gasicomitatum strain TB1-10 16S ribosomal RNA, partial 


gasicomitatum LMG 
124140 Bacteria_16S 
strain PSv29 16S 
Proteobacteria; 

124140 Bacteria_16S 
strain 1480D 16S 


Firmicutes; 


Firmicutes; 


DSM 
Bacteria; 


Bacillales; 
124140 Bacteria_16S 

rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 
124140 Bacteria_16S 
strain D2-18 16S 
Clostridia; 
124140 Bacteria_16S 

14365 16S ribosomal RNA, partial sequence 
Proteob 
124140 Bacteria_16S 
psychrophilus str 
psychrophilus Bacteria; 
124140 Bacteria_16S 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
1007588 1007557 6 38 gi 
ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 


1057742 1057695 57 103 gi 


1104373 1104342 6 38 

ribosomal RNA, partial sequence 
Clostridiales; 

1210447 1210416 6 


gi 


38 gi 


1285520 1285469 50 101 gi 


Firmicutes; Bacillales; 


1287077 1287026 50 101 gi 


halotolerans strain YKJ-101 16S ribosomal RNA, partial 


halotolerans Bact 
124140 Bacteria_16S 


1340297 1340254 57 100 gi 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial 


gryphiswaldense M 
Magnetospirillum. 
124140 Bacteria_16S 
strain SMP-10 16S 
Proteobacteria; 
124140 Bacteria_16S 
neglectum strain 


Bacteria; 


Firmicutes; 


124140 Bacteria_16S 
ayderensis strain 


Bacteria; 


124140 Bacteria_16S 
kestanbolensis st 
kestanbolensis Bacteria; 
124140 Bacteria_16S 
strain DSM 12145 
Bacteroidetes; 
124140 Bacteria_16S 
entericus strain 
entericus Bacteria; 
124140 Bacteria_16S 
entericus strain 
entericus Bacteria; 
124140 Bacteria_16S 
strain SE3104 16S 


124140 Bacteria_16S 


Firmicutes; 


124140 Bacteria_16S 


Proteobacteria; 
124140 Bacteria_16S 
schindleri strain 


Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
1555356 1555325 6 38 gi|219857209|ref|NR_024837.1 
AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxyb 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
1562773 1562742 6 38 gi| 219846143 |ref|NR_025733.1 
rain K4 16S ribosomal RNA, partial sequence 1561538 156291 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

1718141 1718110 7 39 gi| 219878396 |ref|NR_025535.1 

16S ribosomal RNA, partial sequence 1716916 17183 
Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
1765269 1765226 60 103 gi|219878361|ref|NR_025500.1 
CECT 5353 16S ribosomal RNA, partial sequence 1764167 176550 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1765320 1765289 6 38 gi|219878361|ref|NR_025500.1 
CECT 5353 16S ribosomal RNA, partial sequence 1764167 176550 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1851959 1851916 57 100 gi|219878301|ref|NR_025440.1 

ribosomal RNA, partial sequence 1850849 18521 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseosp 
1871690 1871659 6 38 gi| 219878287 |ref|NR_025426.1 

strain 3S-1 16S ribosomal RNA, partial sequence 1870444 18719 

Bacillales; Bacillaceae; Geobacillus. 

1873235 1873204 6 38 gi| 219878286 |ref|NR_025425.1 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
1888682 1888651 6 38 gi| 219878273 |ref|NR_025412.1 
LUH5832 16S ribosomal RNA, partial sequence 1887472 188893 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxe 
1912556 1912525 6 38 gi| 219878255 |ref|NR_025394.1 


124140 Bacteria_16S 
strain DSM 12654 


Firmicutes; 


Firmicutes; 
Mogibacterium. 
124140 Bacteria_16S 
strain HM-7 16S ribosomal RNA, partial sequence 


1405262 1405231 6 38 
ribosomal RNA, partial sequence 


gi 


1448159 1448128 6 38 gi 


Clostridia; Clostridiales; 


1464629 1464598 6 38 gi 


Ureibacillus. 
38 gi 


Planococcaceae; 
1914055 1914024 6 


strain LUH 3792Type 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobacteria; 


SR-1 Bacteria; Proteobacteria; Alphapr 


Deltaproteobacteria; Myxococcales; Nann 


P9a-h 16S ribosomal RNA, partial sequence 
Clostr 


265678474 


924822 92631 


265678373 


1006359 10077 


265678339 


265678306 


1103152 11046 
Clostridiales Family XIII. 


228715350 


1209193 12106 
acteria; Deltaproteobacteria; Myxococcales; 


219846054 


ain YKJ-115 16S ribosomal RNA, partial sequence 
Jeotgalicoccus. 


219846053 
sequence 


eria; Firmicutes; Bacillales; Jeotgalicoccus. 


228721340 
sequence 


219857153 


1404010 14055 
ocystineae; 


224581422 
14469 


224581410 


1463419 14648 


16S ribosomal RNA, partial sequence 1911333 19128 
Bacillales; 
124140 Bacteria_16S 


219878253 


al sequenc 
Rhiz 


Nannocys 


oteobacteria; 


idiales Family 


ref 


sequence 855982 857475 
18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 
926055 926024 6 38 gi| 265678428 |ref|NR_028730.1 


ref 


ref 


ref 


Inc 


ref 


ref 


ref 


ref 


ref 


Ha 
ref 


ref 


e 1056603 105808 
obiales; 


21 Mogibacterium 


1284334 128584 


1285891 128739 


1339181 134062 


32 1448409 Mogiba 


73 Mogibacterium 


21 Ureibacillus 


NR_028777.1 


Desul 
NR_028675.1 
NR_028641.1 
Bradyrh 
NR_028608.1 


ertae Sedis; 
NR_027522.1 


tineae; Hali 
NR_025644.1 


NR_025643.1 


NR_027605.1 


Rhodospirill 


NR_024781.1 


liangiaceae; 
NR_027203.1 
XIII. Incer 


NR_027191.1 


ref 


Leuconostoc 
Leuconostoc 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 
Desulfobacteraceae; 


fofaba. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Magnetospirillum 
3 Magnetospirillum 


ales; Rhodospirillaceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Mogibacterium 
cterium neglectum 
tae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Streptococcus 
1 Streptococcus 


Streptococcus 
1 Streptococcus 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Acinetobacter parvus 
parvus Bacteria; 
r. 

Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Ureibacillus terrenus 


terrenus Bacteria; 


NR_025392.1 


Acinetobacter ursingii 


1912872 1914310 Acinetobacter ursingii 


124140 Bacteria_ 
illinoisensis str 
illinoisensis Bac 


Alkanindiges. 


124140 Bacteria_ 
strain H-8 16S ri 


Proteobacteria; 


124140 Bacteria_ 
strain IH0O03 16S 
Lacto 


Firmicutes; 


124140 Bacteria_ 
pantheris strain 
pantheris Bacteri 
124140 Bacteria_ 


hydrogeniphilum 
hydrogeniphilum 


Thermodesulfobact 
124140 Bacteria_ 


strain SK-1 16S 
Firmicutes; 
Bacteria; 


strain DSM5578 1 
Firmicutes; 


124140 Bacteria_ 


strain IH25 16S 
Firmicutes; 


124140 Bacteria_ 
strain BD-87 16S 
Bacil 


Firmicutes; 


124140 Bacteria_ 


acidaminophilum 
acidaminophilum 


124140 Bacteria_ 


strain SEBR 4211 
Firmicutes; Clos 


124140 Bacteria_ 


strain SHK-1 16S 


Bacil 
124140 Bacteria_ 
subterraneus stra 
Firmicu 
124140 Bacteria_ 


Lacto 


Lacto 


16S 2107950 2107919 6 38 gi|219878115|ref|NR_025254.1]| Alkanindiges 

ain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 

teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

16S 2154764 2154721 57 100 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
bosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

16S 2177604 2177580 79 103 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
bacillales; Leuconostoc. 

16S 2197284 2197253 70 102 gi|219857601|ref|NR_025189.1| Lactobacillus 

LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 

a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 2262703 2262659 57 101 gi| 219857558 |ref|NR_025146.1| Thermodesulfobacterium 
strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 

16S 2267383 2267352 6 38 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 

lales; Bacillaceae; Geobacillus. 

16S 2312837 2312806 6 38 gi|219857521|ref|NR_025109.1| Geobacillus 

in 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 

tes; Bacillales; Bacillaceae; Geobacillus. 

16S 2419075 2419051 79 103 gi|219857447|ref|NR_025035.1| Leuconostoc gelidum 


6S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

16S 2420630 2420606 79 103 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

16S 2426775 2426724 50 101 
ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
16S 2565423 2565392 6 38 gi 
strain DSM 3953 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clost 
16S 2616292 2616261 6 38 gi 


gi 


gi 


tridia; Clostridiales; Clostridiales Fa 
16S 2714265 2714234 6 38 gi 
ribosomal RNA, partial sequence 


ia 
ri 


mi 


2417916 24194 


219857446 
2419471 24209 


219857441 
2425586 24269 


219857291 
1 sequen 


diales; 


219857255 
16S ribosomal RNA, partial sequence 2615060 26165 


ly XII. 


219857179 
2713036 27145 


20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


Eubacterium 
8 Eubacterium 


ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; Eubacterium. 
ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024807.1| Enhygromyxa salina 

15 Enhygromyxa salina Bacteria; 


Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

124140 Bacteria_16S 2729587 2729556 6 38 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

124140 Bacteria_16S 2792442 2792390 50 102 gi|219857122|ref|NR_024750.1| Coprococcus catus 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 

124140 Bacteria_16S 2824020 2823969 50 101 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

124140 Bacteria_16S 2846893 2846862 6 38 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
124140 Bacteria_16S 2999534 2999503 6 38 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus 

124140 Bacteria_16S 3002671 3002640 6 38 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

124140 Bacteria_16S 3167191 3167160 6 38 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
124140 Bacteria_16S 3199237 3199194 57 100 gi|219846789|ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

124140 Bacteria_16S 3220325 3220305 51 71 gi|219846774|ref|NR_026366.1| Coprothermobacter 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprothermobacter platensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Coprothermobacter. 
124140 Bacteria_16S 3366234 3366203 6 38 gi|219846673|ref|NR_026265.1| Caloramator 


proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 


3365034 3366453 Caloramator 


proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 


124140 Bacteria_16S 3438018 3437987 6 38 gi|219846618|ref|NR_026210.1| Acinetobacter 
radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

124140 Bacteria_16S 3439528 3439497 6 38 gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii 
DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

124140 Bacteria_16S 3441037 3441006 6 38 gi|219846616|ref|NR_026208.1| Acinetobacter junii 
strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

124140 Bacteria_16S 3442547 3442516 6 38 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

124140 Bacteria_16S 3444056 3444025 6 38 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
124140 Bacteria_16S 3580946 3580907 57 96 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

124140 Bacteria_16S 3781747 3781704 57 100 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

124140 Bacteria_16S 3789224 3789177 53 100 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

124140 Bacteria_16S 3862022 3861991 6 38 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

124140 Bacteria_16S 3969479 3969436 57 100 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
124140 Bacteria_16S 4110519 4110456 6 69 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
124140 Bacteria_16S 4197868 4197837 6 38 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

124140 Bacteria_16S 4212900 4212869 6 38 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
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Afipia massiliensis 
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ref|NR_029126.1 


ae; 
ref 


Rhodoplanes 
NR_029125.1 


ae; Rhodoplanes 
ref|NR_025173.1 
41 Xanthobacter 
ae; Xanthobacte 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundi 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref |NR_025374.1 

1938810 194024 
biales; Methylob 


ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_025859.1 
eya novella Bact 


ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
NR_029047.1 

462905 464361 
iales; Xanthobac 
ref|NR_028009.1 

1142608 114408 
bacterales; Rhod 


ref 
ves 


NR_028799.1 
trisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


, 


265678484 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 

Xanthobacter 
bacter aminoxidans 
nthobacter. 

Xanthobacter tagetidis 


tagetidis Bacteria; 


Xanthobacter flavus 


flavus Bacteria; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 

Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Xanthobacter viscosus 


viscosus Bacteria; 
ie 


Mycoplana bullata 
ana bullata Bacteria; 


Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Brevundimonas nasdae 
nasdae Bacteria; 


monas. 


Xanthobacter agilis 


agilis Bacteria; 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 

Starkeya novella DSM 
eria; Proteobacteria; 


Xanthobacter 

bacter autotrophicus 

nthobacter. 

Ancylobacter 

Ancylobacter 

teraceae; Ancylobacter. 
Pannonibacter 

2 Pannonibacter 

obacteraceae; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref |NR_028787.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


Bosea minatitlanensis 


842468 843949 Bosea minatitlanensis Bacteria; 


136172 Bacteria_16S 
strain 63287 16S 


2299888 2299988 1 99 
ribosomal RNA, partial sequence 


gi 


136172 Bacteria_16S 3940507 3940623 1 115, 

strain BN 126 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
136172 Bacteria_16S 2662585 2662688 1 102 gi 
strain IM1 16S ribosomal RNA, partial sequence 


gi 


136172 Bacteria_16S 
lituiforme strain 
Bacteria; Proteob 
136172 Bacteria_16S 
populi BJ001 16S 

Bacteria; Proteob 
136172 Bacteria_16S 
nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 
136172 Bacteria_16S 3939052 39391311 80 gi 
extorquens strain TK 0001 16S ribosomal RNA, complete s 
extorquens Bacteria; Proteobacteria; Alphaproteobacteri 
Methylobacterium. 
136172 Bacteria_16S 
aquaticum strain 


363664 363778 1 113 gi 
FailI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
415776 415855 1 80 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1397022 1397101 1 80 gi 


Bacteria; Proteobacteria; Alphaproteo 


4240904 4240983 1 80 gi 
GR16 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
136172 Bacteria_16S 1353380 1353462 1 83 gi 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial 

diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 
Gluconacetobacter 
136172 Bacteria_16S 2154070 2154152 1 83 
strain H-8 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
136172 Bacteria_16S 2508997 2509079 1 83 gi 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial seq 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; 
Gluconacetobacter 
136172 Bacteria_16S 


gi 


2695451 2695533 1 83 gi 
floricola strain S-877 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 
136172 Bacteria_16S 2761504 2761586 1 83 gi 
strain Yo-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
136172 Bacteria_16S 2809745 2809827 1 83 gi 
S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
136172 Bacteria_16S 2824791 2824873 1 83 gi 
strain 71 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
136172 Bacteria_16S 794019 794135 1 115 gi 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
136172 Bacteria_16S 1025071 1025187 1 115 gi 
strain SH22623 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
136172 Bacteria_16S 1486663 1486779 1 115 gi 
strain SO2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
136172 Bacteria_16S 2709141 2709222 1 82 
strain AA08 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
136172 Bacteria_16S 2994155 29942711 115 gi 
larrymoorei strain AF3.10 16S ribosomal RNA, partial se 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacter 
Rhizobium/Agrobacterium group; Agrobacterium. 
136172 Bacteria_16S 3075915 3076031 1 115 
strain ORS 992 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
136172 Bacteria_16S 3418338 3418419 1 82 gi 
frateurii strain IFO 3264 16S ribosomal RNA, partial se 


Rhizo 
gi 


gi 


2299447 23008 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


3940082 39414 


2662145 26634 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


415329 41680 


RS 2060 16S ribosomal RNA, partial seq 


2153652 21550 


2761077 27624 


2809318 2810728 Asaia 


2824364 28257 


1024681 10260 


1486230 14876 


2708714 27101 


3075492 30769 


219857530 


rhizobiace 
219846265 


biaceae; A 
219857215 


locystacea 
265678812 
ence 36326 
terales; C 
265678777 


les; Methy 
228715764 
uence 

bacteria; 


219846266 
equence 
a; Rhizobi 


219846041 
ce 42404 
les; Methy 
228720330 
sequence 

teobacteri 


219857632 


Acetobacte 
219857371 
uence 
Rhodospir 


219857191 
nce 26950 
rillales; 

219857145 


Acetobacte 
219857110 
; Asaia. 

219856907 


Acetobacte 
265678516 

79361 
biaceae; R 
265678361 


biaceae; R 
219857235 


biaceae; R 
219857182 


Acetobacte 
219846927 
quence 

ia; Rhizob 


’ 


219846871 


ref|NR_025118.1| Bosea massiliensis 
77 Bosea massiliensis Bacteria; 

ae; Bosea. 
ref|NR_025855.1| Rhodobium marinum 
71 Afifella marina Bacteria; 
fifella. 
ref|NR_024843.1| Methylopila capsulata 
75 Methylopila capsulata Bacteria; 

e; Methylopila. 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 


Phenylobacterium 
obacterium lituiforme 
; Phenylobacterium. 
ref|NR_029082.1| Methylobacterium 
5 Methylobacterium populi BJ001 
lobacteriaceae; Methylobacterium. 
NR_027539.1| Methylobacterium 
1396599 1398033 Methylobacterium 
Rhizobiales; thylobacteriaceae; 


ref|NR_025856.1 
3938625 394003 
ales; Methylobac 


Methylobacterium 
1 Methylobacterium 
teriaceae; 


’ 


ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
NR_027591.1 
1352934 135441 
Rhodospirilla 


Methylobacterium 

obacterium aquaticum 

Methylobacterium. 
Gluconacetobacter 

8 Gluconacetobacter 

les; Acetobacteraceae; 


ref|NR_025221.1| Rubritepida flocculans 

80 Rubritepida flocculans Bacteria; 

raceae; Rubritepida. 

ref|NR_024959.1| Gluconacetobacter 
2508571 2510017 Gluconacetobacter 

illales; Acetobacteraceae; 


ref|NR_024819.1 
10 2696445 Saccha 


Saccharibacter 
ribacter floricola 
Acetobacteraceae; Saccharibacter. 
ref|NR_024773.1| Kozakia baliensis 
91 Kozakia baliensis Bacteria; 
raceae; Kozakia 
ref |NR_024738.1 
siamensis Bacte 


, 


Asaia siamensis strain 
ria; Proteobacteria; 


ref|NR_024728.1| Asaia bogorensis 
74 Asaia bogorensis Bacteria; 

raceae; Asaia. 
ref|NR_028819.1 
1 794989 Rhizob 


Rhizobium loessense 
ium loessense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_028663.1| Rhizobium yanglingense 
37 Rhizobium yanglingense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref |NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_024810.1| Asaia krungthepensis 
24 Asaia krungthepensis Bacteria; 
raceae; Asaia. 
ref|NR_026519.1 

2993732 299516 
iales; Rhizobiac 


Agrobacterium 
8 Agrobacterium 
eae; 


ref|NR_026463.1| Rhizobium undicola 
24 Rhizobium undicola Bacteria; 


biaceae; Rhizobium/Agrobacterium group; Rhizobium. 
219846632|ref|NR_026224.1| Gluconobacter 
quence 3417892 3419367 Gluconobacter 


frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconobacter. 


136172 Bacteria_16S 


strain DSM 3503 1 


3574309 3574390 1 82 gi 


219846526 


6S ribosomal RNA, partial sequence 3573863 35753 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


136172 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


136172 Bacteria_16S 


strain USDA 1844 


3577320 3577436 1 115 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3645669 3645785 1 115 gi 


Acetobacte 
219846524 
nce 35769 
les; Brady 
219846474 


16S ribosomal RNA, partial sequence 3645244 36466 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


136172 Bacteria_16S 


3980184 3980300 1 115 gi 


biaceae; R 
219846238 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


136172 Bacteria_16S 


strain MB312 16S 


351786 351889 1 102 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


136172 Bacteria_16S 


echinoides strain 
echinoides Bacter 


136172 Bacteria_16S 


strain NCIMB 1112 


1703705 1703808 1 102 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
3004954 3005057 1 102 gi 
6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


136172 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


136172 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


136172 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


136172 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


136172 Bacteria_16S 


strain 5424 16S r 


3554631 35547111 81 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 
3578784 3578899 1 114 gi 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
371100 371214 1 113 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


431110 431189 1 
in MDA560 
eria; Pro 


80 gi 
5 16S ribosomal RNA, partial 
teobacteria; Alphaproteobacte 


448101 448180 1 80 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


136172 Bacteria_16S 


strain SCII24 16S 


677951 678065 1 113 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


136172 Bacteria_16S 


grignonense strai 
grignonense Bacte 


136172 Bacteria_16S 


strain MDA5527 16 


679396 679510 1 113 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
741491 741570 1 80 gi 
S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


136172 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


136172 Bacteria_16S 


temperatum strain 
temperatum Bacter 


136172 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


136172 Bacteria_16S 


1094635 1094718 1 84 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1242872 1242986 1 113 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1309016 1309130 1 113 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 
1310489 1310603 1 


113 gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


136172 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


136172 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


aphilum Bacteria; Proteobacteria; Alph 


1485146 1485260 1 113 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1515103 15152171 113 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


136172 Bacteria_16S 


1580047 1580161 1 113 gi 


biaceae; R 
265678823 


351363 35277 


biaceae; R 
219878405 
sequence 

a; Rhizobi 
219846920 
30045 
locystacea 
219846540 
1 sequence 
ria; Rhodo 


219846523 
sequence 

a; Rhizobi 
265678807 
quence 
eria; Rhod 
265678767 
sequence 

ria; Rhodo 


265678756 


447654 44913 


Acetobacte 
265678597 


677507 67890 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678553 


741046 74252 


Acetobacte 
265678313 
10942 
rillales; 
219878114 
quence 
a; Rhizobi 
228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


219857250 
quence 
ria; Rhizo 


219878113 
1 sequence 
teria; Rhi 


219878491 


americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 


ref 


race 
ref 


rhiz 
ref 


hizo 
ref 


hizo 
ref 


hodo. 
ref 


ales 
ref 
ref 

spir 
ref 


ales 
ref 


obac 
ref 

spir 
ref 


race 
ref 


chro 
ref 


iale 
ref 


race 
ref 


Acet 
ref 


ales 
ref 
ence 
ria; 
ref 
eque 
teri 
ref 
bial 


ref 


zobi 


38 Gluconobacter 


05 3578325 Blast 


1703281 17046 


29 3005936 Methy 
e; Methylosinus. 


3554185 35556 


3578376 35797 


370665 37209 


430661 43214 


43 1095577 Aceto 


1242462 12438 


1484704 14861 


NR_026118.1 


ae; Gluconob 
NR_026116.1 
° 
obiaceae; Bl 
NR_026066.1 


bium/Agrobac 
NR_025828.1 


bium/Agrobac 
NR_029128.1 


bium. 
NR_025544.1 

8 
; Methylocys 
NR_026512.1 
1 


NR_026132.1 
6 
illales; Ace 
NR_026115.1 

8 
; Bradyrhizo 
NR_029112.1 
8 
terales; Rho 
NR_029072.1 
5 
illales; Ace 
NR_029061.1 


ae; Roseomon 
NR_028902.1 


bactrum. 
NR_028901.1 


678955 680426 


s; Brucellac 
NR_028857.1 


ae; Roseomon 
NR_028615.1 
b 
obacteraceae 
NR_025253.1 
6 

; Phyllobact 
NR_027611.1 
130859 
Rhizobiale 


NR_027610.1 
nce 131006 
a; Rhizobial 


NR_024880.1 
7 
a 


es; Phyllob 


NR_025252.1 


1514694 151610 


ales; Phyllo 


ref 


s: 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Blastobacter 
bacter capsulatus 
astobacter. 

Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Methylosinus sporium 
osinus sporium Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Roseomonas gilardii 
Roseomonas gilardii 


tobacteraceae; 


Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Ochrobactrum tritici 


4 Ochrobactrum tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


v 


’ 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


NR_025251.1 


Sinorhizobium 


1579624 1581060 Sinorhizobium 


americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Sinorhizobium/Ens 


136172 Bacteria_16S 


strain DSM 2665 1 


ifer group; Sinorhizobium. 


2014330 20144441 113 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


136172 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


136172 Bacteria_16S 


strain ATCC 15253 


2021706 2021785 1 80 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023195 2023274 1 80 gi 

16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


136172 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


136172 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


136172 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


136172 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


136172 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


136172 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


136172 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


136172 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


136172 Bacteria_16S 


strain LMG 7837 1 


2623173 2623287 1 113 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2936488 2936567 1 80 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3025949 3026028 1 80 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
3125657 3125771 1 113 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
3127126 3127240 1 
ZV-622 
ia; Proteobacteria; Alphaproteobacteri 
3128614 3128728 1 113 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


113 gi 


3131523 3131637 1 113 gi 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
3580252 3580331 1 


80 gi 


Bacteria; Proteobacteria; Alphaproteo 


3603419 3603533 1 113 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Sinorhizobium. 


136172 Bacteria_16S 


strain OP 16S rib 


3941953 3942032 1 
osomal RNA, partial sequence 


80 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


136172 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


136172 Bacteria_16S 


strain PW2 16S ri 


3943414 3943493 1 80 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3944873 3944952 1 80 gi 
bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


136172 Bacteria_16S 


strain Lhet2 16S 


3946334 3946413 1 80 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


136172 Bacteria_16S 


strain KLB 16S ri 
Proteobacteria; A 


136172 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


136172 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


136172 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


3947799 3947878 1 80 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
372595 372712 1 116 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


gi 


1079465 1079547 1 83 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
1093188 1093270 1 83 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


136172 Bacteria_16S 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 


1096075 1096157 1 83 gi 


strain RB-3 16S ribosomal RNA, partia 


YP 


te 


au 


les; 


a; 


te 


s 


ria; 


nce 
a; 


al 
ia 


v 


s 
ia 


, 


1 
ba 


bi 


Ac 


ne 
aan 


e 


Ac 


Ac 


quence 
teria; 


quence 
eria; 


219878186 
6S ribosomal RNA, partial sequence 2013915 20153 
homonada 
219878181 
20212 
rales; 
219878180 
20227 
lobacter 
219857249 
26227 
Phyll 
219856832 
equence 
Rhodosp 


219846906 
30255 
rales; 
219846838 
equence 
Rhizo 


219846837 
16S ribosomal RNA, partial seque 
Rhizobi 
219846836 
sequenc 
Rhizob 


219846834 
equence 
Rhizob 


219846522 
sequence 
cteria; 


219846504 
6S ribosomal RNA, partial sequence 3602996 36044 
aceae; 


219846264 
3941522 39429 
etobacte 
219846263 
39429 
llales; 

219846262 
3944448 39458 
etobacte 
219846261 
3945905 39473 
etobacte 
219846260 
3947368 39487 
Acetobacte 
265678806 


265678323 
1079018 10804 
Acetobacte 
265678314 


Rhodospi 


265678312 


ref|NR_025325.1 


ceae; Hyphomona 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref|NR_024651.1 

2936039 293748 
irillales; Aceto 


Cc 


ref|NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref|NR_026430.1 
125234 312665 


biales; Hyphomic 


Cc 


w 


ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


26.1 
3 
c 


ref|NR_0264 
131100 31325 


iales; Phylloba 


Ww 


ref|NR_026114.1 
3579840 358126 
Rhodospirillale 


ref|NR_026096.1 
32 Sinorhizobium 
Sinorhizobium/Ens 
ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025852.1 


raceae; Acidocel 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 


raceae; Acidiphi 
ref|NR_029111.1 

372149 373610 
Sphingomonadales; S 


ref|NR_028625.1 
raceae; Acetobac 
ref|NR_028616.1 

1092739 109419 
rillales; Ac 


s: 


Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Ss. 


Caulobacter fusiformis 
acter fusiformis 

Caulobacter. 

Caulobacter henricii 
acter henricii Bacteria; 
er. 

Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Hyphomicrobium 
3 Hyphomicrobium 

robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 

Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidocella facilis 


’ 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 
Sphingomonas 
Sphingomonas 

phingomonadaceae; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


ref|NR_028614.1 
1095628 109707 


Acetobacter 
0 Acetobacter 


orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


136172 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


136172 Bacteria_16S 


strain LMG 1746 1 


strain LMG 1625 1 


strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


136172 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


136172 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


136172 Bacteria_16S 


strain IS 123 16S 


entanii strain LT 
Bacteria; Proteob 


136172 Bacteria_16S 


strain 3-p 16S ri 


europaeus strain 
Bacteria; Proteob 


136172 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


136172 Bacteria_16S 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


136172 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


136172 Bacteria_16S 


strain SCH-89 16S 
Proteobacteria; A 


136172 Bacteria_16S 


strain VP-6 16S r 
Proteobacteria; A 


136172 Bacteria_16S 


strain VP-5 16S r 
Proteobacteria; A 


136172 Bacteria_16S 


australicum strai 
australicum Bacte 


136172 Bacteria_16S 


strain E7107 16S 
Proteobacteria; A 


136172 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


136172 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


1405995 1406077 1 83 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
1749346 1749428 1 


83 gi 


1750838 1750920 1 83 gi 


2245001 2245118 1 116 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


3569759 3569841 1 83 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

3591116 3591198 1 83 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


62585 62701 1 115 
ribosomal RNA, partial sequence 


gi 


667232 667313 1 82 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
742986 743086 1 99 gi 
bosomal RNA, partial sequence 


3003443 3003524 1 82 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3118126 3118207 1 82 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3553100 35531811 82 gi 
CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


’ 


3977521 39776211 99 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


v 


2536269 2536372 1 102 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2537628 25377311 102 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2539032 2539135 1 102 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
3263367 3263482 1 114 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
446569 446648 1 80 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

561268 561347 1 80 gi 
ain 170-96 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


gi 


649280 649394 1 113 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


136172 Bacteria_16S 
silvestris strain BL2 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
136172 Bacteria_16S 
6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
136172 Bacteria_16S 


62180 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
136172 Bacteria_16S 


742578 74395 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
136172 Bacteria_16S 


2535834 25371 


2537193 25385 


2538597 25399 


446125 44760 


219857143 
quence 
eria; 


219878374 


Acetobacte 
219878373 


Acetobacte 
219857569 
22445 
les; Rhizo 
219846529 
equence 

rillales; 


219846515 
sequence 
ria; Rhodo 


265679022 
63541 
biaceae; R 
265678604 
nce 66678 
rillales; 

265678551 


Rhodospiri 
219846921 
nce 30029 
rillales; 
219846843 
ence 31176 
rillales; 
219846541 
quence 
Rhodospir 


219846240 
quence 
Rhodospir 


219857353 


yphomonada 
219857352 


yphomonada 
219857351 


yphomonada 
219846745 
al sequenc 
ia; Rhizob 
265678757 


Acetobacte 
265678678 
sequence 

eria; Rhod 


265678618 
e 64884 
les; Beije 


1380540 1380654 1 113 gi 


Rhod 


ref|NR_024771.1 

1405568 140698 
ospirillales; Ac 
ref|NR_025513.1 


race 
ref 


ae; Acetobac 
NR_025512.1 


raceae; Acetobac 
ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


9 


Acetobacter e 


ref|NR_026107.1 

3590670 359214 
spirillales; Ace 
ref |NR_029330.1 
hizobium/Agrobac 
ref |NR_028909.1 
6 668269 Glucon 
Acetobacteracea 
ref |NR_028855.1 


llaceae; Rhodoci 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026133.1 

3552654 355413 
illales; Acetoba 


ref|NR_025830.1 
3977072 397838 
illales; Rhodosp 


ref|NR_024941.1 


; Hyphomonas 
NR_024940.1 


ceae 
ref 
; Hyphomonas 
NR_024939.1 


ceae 
ref 
ceae; Hyphomona 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref|NR_029062.1 


raceae; Roseomon 
ref |NR_028983.1 

560822 562307 
ospirillales; Ac 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 


228717274 


e: 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 

Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


’ 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Rhodocista pekingensis 


’ 


0 Rhodocista pekingensis Bacteria; 


sta. 

Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


v 


, 


Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
s. 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas 
Roseomonas 
etobacteraceae; 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 


ref|NR_027561.1 


Methylocella 


1380115 1381523 Methylocella silvestris BL2 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


136172 Bacteria_16S 


strain DSM 5901 1 


1647133 1647212 1 80 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


136172 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


136172 Bacteria_16S 


VKM B1479 16S rib 


1648630 1648709 1 80 gi 
ia; Rhodospirillales; Acetobacteraceae 
1650123 1650237 1 113 gi 


osomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


136172 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


136172 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


136172 Bacteria_16S 


strain ALC-2 16S 
Proteobacteria; A 


136172 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


136172 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


136172 Bacteria_16S 


strain MHS-3 16S 
Proteobacteria; A 


136172 Bacteria_16S 


strain OCh 254 16 
Proteobacteria; A 


136172 Bacteria_16S 


strain 101 16S ri 
Proteobacteria; A 


136172 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


136172 Bacteria_16S 


strain MB-G2 16S 
Proteobacteria; A 


136172 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


136172 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


136172 Bacteria_16S 


strain EDIV 16S r 
Proteobacteria; A 


136172 Bacteria_16S 


strain LMG 2142 1 
Proteobacteria; A 


136172 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


136172 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


136172 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


136172 Bacteria_16S 


strain SE3104 16S 
Proteobacteria; A 


136172 Bacteria_16S 


histidinovorans s 
histidinovorans B 


136172 Bacteria_16S 


strain H152 16S r 


1969639 1969718 1 80 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


2012870 2012984 1 113 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2151145 2151259 1 113 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

2349751 2349865 1 113 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2399873 2399987 1 113 gi 
strain CM2 16S ribosomal RNA, partial 

Bacteria; Proteobacteria; Alphaproteob 


2541767 2541881 1 113 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
3899791 3899905 1 113 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3949256 3949335 1 80 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

3953824 3953938 1 113 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3955263 3955377 1 113 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1067651 1067768 1 116 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1581557 1581639 1 83 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1955998 1956115 1 116 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3261843 3261960 1 116 gi 


gi 


lphaproteobacteria; Sphingomonadales; 
464858 464939 1 82 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

833891 834007 1 115 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


835393 835509 1 115 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

1851268 1851349 1 82 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3088078 3088178 1 99 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3656320 3656436 1 115 gi 
ibosomal RNA, partial sequence 


’ 


gi 


219878444 


6S ribosomal RNA, partial sequence 1646706 16481 


Acetobacte 
219878443 


somal RNA, partial sequence 1648203 1649649 Stell 


; Stella. 
219878442 


1649700 16511 


obacterace 
219878215 
equence 

eria; Rhod 


219878187 
al sequenc 
ria; Rhodo 
219857634 


2150729 21521 


Erythrobac 
219857494 
ence 23493 
les; Hypho 
219857460 
sequence 
acteria; R 


219857349 


2541332 25426 


yphomonada 
219846295 


3899350 39007 


hodobacter 
219846259 


3948831 39502 


Acetobacte 
219846256 
ence 39533 
terales; R 
219846255 


3954838 39562 


hodobacter 
265678332 
ence 10672 
onadales; 

219878490 
al sequenc 
ria; Rhodo 
219878224 


1955571 19570 


Sphingomon 
219846746 


6S ribosomal RNA, partial sequence 3261418 32628 


Sphingomon 
265678741 


464412 46582 


Rhodospiri 
265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 


roteobacte 


219878301 


1850849 18521 


Rhodospiri 
219846863 
1 sequence 
ridiales; 

219846467 


ref|NR_025583.1 
race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 
ref|NR_025581.1 
ae; Labrys. 
ref|NR_025354.1 

1969231 197053 
ospirillales; Rh 


ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025223.1 


teraceae; Porphy 
ref |NR_025082.1 
35 2350745 Hyphom 
microbiaceae; Hy 
ref |NR_025048.1 
2399427 240087 
hizobiales; Hyph 


ref |NR_024937.1 


ceae; Hyphomona 
ref 


NR_025885.1 


acea 
ref 


e; Roseibium 
NR_025849.1 


raceae; Acidocel 
ref |NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 
ref|NR_025845.1 


aceae; Rhodovulu 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref|NR_025629.1 
e 1581111 158256 
varius. 
ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026338.1 


adac 
ref 


eae; Sphingo 
NR_029046.1 


llaceae; Inquili 
ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 

834947 
Sphingomona 
ref|NR_025440.1 
llaceae; Roseosp 
ref|NR_026455.1 
3087607 308909 
Clostridiaceae; 
ref|NR_026059.1 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Hyphomicrobium 

icrobium sulfonivorans 

phomicrobium. 
Hyphomicrobium 

3 Hyphomicrobium 

omicrobiaceae; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Ss. 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 


Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 

Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 

Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Rhodovarius 

8 Rhodovarius 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Sphingomonas trueperi 


78 Sphingomonas trueperi Bacteria; 


monas. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


iva, 

Natronincola 
0 Natronincola 
Natronincola. 
Rhizobium giardinii 


3655877 3657353 Rhizobium giardinii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


136172 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
136172 Bacteria_16S 


strain Illinois 1 


strain TH-3 16S r 


niigataensis stra 
niigataensis Bact 


136172 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


136172 Bacteria_16S 


strain T4 16S rib 
Proteobacteria; A 


136172 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


136172 Bacteria_16S 


strain UPM-Ca7 16 
Proteobacteria; A 


136172 Bacteria_16S 


strain NZP 2213 1 
Proteobacteria; A 


136172 Bacteria_16S 


strain E-1-A 16S 
Proteobacteria; A 


136172 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


136172 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


136172 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


136172 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


136172 Bacteria_16S 


strain Nl 16S rib 
Proteobacteria; A 


136172 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


136172 Bacteria_16S 


strain CNS 2-75 1 
Proteobacteria; A 


136172 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


136172 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


136172 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


136172 Bacteria_16S 


strain vc 5 16S r 
Proteobacteria; A 


136172 Bacteria_16S 


strain ATCC 15260 
Proteobacteria; A 


306106 306186 1 81 gi 


715360 715463 1 102 
ibosomal RNA, partial sequence 


gi 


1238368 12384711 102 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1239884 1239987 1 102 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1628854 1628957 1 102 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Beije 
1889425 1889528 1 102 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
3800576 3800679 1 102 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 
3967284 3967387 1 102 gi 
6S ribosomal RNA, 
lphaproteobacteria; Rhizobiales; Phyll 
356184 356298 1 113 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1070644 1070723 1 80 gi 


lphaproteobacteria; Rhodospirillales; 

1073562 1073676 1 113 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
2098076 2098155 1 80 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


2457689 2457803 1 113 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


3108988 3109102 1 113 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3124168 3124282 1 113 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 


3683744 3683858 1 113 gi 
lphaproteobacteria; Rhizobiales; Bruce 
3998055 3998169 1 113 gi 
n SW-132 16S ribosomal RNA, partial se 


ria; Proteobacteria; Alphaproteobacter 


720059 720176 1 116 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


871741 871823 1 83 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1845171 1845288 1 116 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2015800 2015917 1 116 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


gi 


136172 Bacteria_16S 


strain MCS 25 16S 


2017290 2017407 1 116 gi 


714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
136172 Bacteria_16S 


1628419 16298 


3800153 38015 
complete sequence 3966839 39683 
355741 35715 


16S ribosomal RNA, partial sequence 1070184 10716 


3108566 31099 


6S ribosomal RNA, partial sequence 3683303 36847 


1844748 18461 


265678856 


plasmatace 
265678571 


obacteriac 
219878163 
sequence 

ria; Rhizo 
219878162 
equence 

ia; Rhizob 
219878457 


rinckiacea 
219878272 
e 18889 
les; Phyll 
219846362 


obacteriac 
219846247 


obacteriac 
265678818 


Sphingomon 
265678330 


Rhodospiri 
265678328 
ence 10731 
onadales; 

219878123 
uence 
ria; Rhizo 
219857411 
quence 

ia; Sphing 


219846849 


hodobacter 
219846839 
1 sequence 
eria; Rhiz 


219846448 


llaceae; O 
219846226 
quence 

ia; Sphing 


265678568 
1 sequence 
eria; Caul 


265678464 
sequence 
ria; Rhodo 


219878305 


yphomonada 

219878185 
20153 

Sphingomon 


ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_028876.1 


eae; Aminobacte 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref|NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025596.1 


e; Methylocella. 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_029123.1 
7 Sphingopyxis 
adaceae; Sphingo 
ref |NR_028632.1 


llaceae; Tistrel 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_025262.1 

2097632 209908 
biales; Phylloba 


ref |NR_024999.1 
2457264 245870 
omonadales; Sphi 


ref|NR_026441.1 


aceae; Rhodovulu 
ref |NR_026431.1 

3123738 312518 
obiales; Hyphomi 


ref|NR_026039.1 
chrobactrum. 
ref|NR_025816.1 
3997630 399906 
omonadales; Eryt 


ref|NR_028872.1 
719632 721036 
obacterales; Cau 


ref|NR_028767.1 
871314 872760 
spirillales; Ace 


ref |NR_025444.1 


ceae; Maricaulis 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 


219878184 


ribosomal RNA, partial sequence 


Neorickettsia risticii 
risticii Bacteria; 
a. 

Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
r. 


Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Methylocella tundrae 


34 Methylocella tundrae Bacteria; 


Mesorhizobium 
izobium chacoense 
esorhizobium. 

Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Mesorhizobium loti 
loti Bacteria; 
um. 

Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 

Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Sphingopyxis 
6 Sphingopyxis 


ngomonadaceae; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Hyphomicrobium 

3 Hyphomicrobium 

crobiaceae; 


Ochrobactrum anthropi 


56 Ochrobactrum anthropi Bacteria; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Gluconacetobacter 
Gluconacetobacter 


tobacteraceae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Caulobacter leidyia 
acter leidyia Bacteria; 


ref |NR_025323.1 


Maricaulis parjimensis 


2016867 2018286 Maricaulis parjimensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 


136172 Bacteria_16S 3197065 3197182 1 116 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

136172 Bacteria_16S 4000977 4001094 1 116 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

136172 Bacteria_16S 2160096 2160176 2 83 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

136172 Bacteria_16S 2624750 2624831 1 82 gi|219857248|ref|NR_024878.1| Rhodanobacter 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Rhodanobacter. 

136172 Bacteria_16S 2794663 2794763 1 99 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

136172 Bacteria_16S 3211992 3212096 1 103 gi|219846780|ref|NR_026372.1| Helicobacter 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

136172 Bacteria_16S 3999557 3999638 1 82 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

136172 Bacteria_16S 5025 5128 1 102 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

136172 Bacteria_16S 6487 6590 £ 102 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

136172 Bacteria_16S 7944 8047 1 102 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

136172 Bacteria_16S 260575 260678 1 102 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
136172 Bacteria_16S 272666 272769 1 102 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

136172 Bacteria_16S 318195 318298 1 102 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
136172 Bacteria_16S 1503128 15032311 102 gi|219846475|ref|NR_026067.1| Rhizobium tropici 
strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
136172 Bacteria_16S 2075188 2075291 1 102 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

136172 Bacteria_16S 2084441 2084544 1 102 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

136172 Bacteria_16S 2395353 2395456 1 102 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

136172 Bacteria_16S 2540362 2540465 1 102 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 


strain MHS-2 16S 


136172 Bacteria_16S 3107524 3107627 1 
strain N2 16S ribosomal RNA, 


136172 Bacteria_16S 
strain F9251 16S 


3893654 3893757 1 


136172 Bacteria_16S 3934690 3934793 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


102 


complete sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


102 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


102 


strain Karp 16S ribosomal RNA, partial sequence 


136172 Bacteria_16S 3996561 3996664 1 


102 


2539981 25412 


gi 


3107102 31085 


gi 


3893217 38946 


gi 


3934247 39357 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


gi 


219846850 


219846299 


219846270 


kettsiacea 
219846227 


ceae 
ref 


acea 
ref 


Bar 
ref 


e; R 
ref 


seohaensis strain SW-135 16S ribosomal RNA, partial sequence 


seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Erythrobacter. 


NR_026442.1 


e; Rhodovulu 
NR_025889.1 


tonella. 
NR_025860.1 


ickettsieae; 
NR_025817.1 


81 Hyphomonas johnsonii Bacteria; 
; Hyphomonas. 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 


Erythrobacter 


3996136 3997579 Erythrobacter 


Sphingomonadales; Erythrobacteraceae; 


136172 Bacteria_16S 89516 89595 1 80 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

136172 Bacteria_16S 253221 253335 1 113 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

136172 Bacteria_16S 378708 378822 1 113 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

136172 Bacteria_16S 438919 438998 1 80 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

136172 Bacteria_16S 629321 629400 1 80 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

136172 Bacteria_16S 653604 653683 1 80 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

136172 Bacteria_16S 908142 908256 1 113 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

136172 Bacteria_16S 1141522 1141636 1 113 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

136172 Bacteria_16S 1390986 1391100 4 116 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
136172 Bacteria_16S 1407457 1407571 1 113 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

136172 Bacteria_16S 1569441 1569520 1 80 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

136172 Bacteria_16S 2117867 2117981 1 113 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

136172 Bacteria_16S 2261997 2262076 1 80 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

136172 Bacteria_16S 2564683 2564766 1 84 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

136172 Bacteria_16S 3071447 3071561 1 113 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

136172 Bacteria_16S 3106047 3106126 1 80 gi|219846851|ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

136172 Bacteria_16S 3898316 3898395 1 80 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

136172 Bacteria_16S 3995070 3995184 1 LTS. gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

136172 Bacteria_16S 98819 98901 1 83 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
136172 Bacteria_16S 315241 315323 1 83 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

136172 Bacteria_16S 316705 316787 1 83 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

136172 Bacteria_16S 330470 330571 1 100 gi|265678840|ref|NR_029145.1| Geotoga subterranea 


strain CC-1 16S r 
Thermotogae; Ther 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 


329993 331591 Geotoga subterranea Bacteria; 


136172 Bacteria_16S 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
136172 Bacteria_16S 
strain R 16S ribo 


fever group. 


136172 Bacteria_16S 1339606 1339672 1 67 gi 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphapr 


Magnetospirillum. 
136172 Bacteria_16S 
antibioticus strain USAM 3C 16S ribosomal RNA, partial 
antibioticus Bacteria; 


Lysobacter. 


136172 Bacteria_16S 
strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; 
136172 Bacteria_16S 
strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; 
136172 Bacteria_16S 


LMG 


Bacteria; 


Rickettsia; 


fever group. 


136172 Bacteria_16S 
rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacte 
spotted fever group. 

136172 Bacteria_16S 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Ricketts 
spotted fever group. 
136172 Bacteria_16S 
strain Mtul 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


Rickettsia; 


Bacteria; 


fever group. 


136172 Bacteria_16S 
rhizogenes strain 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteri 
Rhizobium/Agrobacterium group; Agrobacterium. 

136172 Bacteria_16S 
strain Y6 16S ribosomal RNA, partial 
Proteobacteria; 
136172 Bacteria_16S 


19981 16S ribosomal RNA, partial sequence 
Proteobacteria; 
136172 Bacteria_16S 
strain JSS-7 16S 
Proteobacteria; Alphaproteobacteria; 
136172 Bacteria_16S 
strain GSL-But2 1 
Proteobacteria; 
136172 Bacteria_16S 
strain Pd55 16S ribosomal RNA, partial sequence 
Proteobacteria; 
136172 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 
136172 Bacteria_16S 
magnetotacticum strain DSM 3856 16S ribosomal RNA, part 
magnetotacticum Bacteria; Proteobacteria; Alphaproteoba 
Magnetospirillum. 
136172 Bacteria_16S 
strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; 
136172 Bacteria_16S 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial se 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobact 
spotted fever group. 

136172 Bacteria_16S 
strain RB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


1077954 1078071 1 116 gi 
Sphingomonadales; 
1129407 1129489 1 83 gi 


1428922 1429004 1 83 gi 


Proteobacteria; Gammaproteobacte 


1653210 1653292 1 83 gi 
Gammaproteobacteria; Xanthomonadales; X 
1654757 1654839 1 83 gi 


Gammaproteobacteria; Xanthomonadales; X 
1814581 1814663 1 83 gi 


Gammaproteobacteria; Xanthomonadales; xX 
2460673 2460790 1 116 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2641538 2641655 1 116 gi 


Deltaproteobacteria; Desulfobacterales; 
2676166 2676248 1 83 gi 


Epsilonproteobacteria; Nautiliales; Nau 
2722667 2722749 1 83 gi 


3198546 3198612 1 67 gi 


3647158 3647262 1 103 gi 
Epsilonproteobacteria; Campylobacterale 
3679333 3679415 1 83 gi 


3781053 3781135 1 83 gi 


3846197 3846279 1 83 gi 


complete s 


3847687 3847769 1 83 gi 


3849177 3849259 1 83 gi 


3974614 39747311 116 
IAM 14222 16S ribosomal RNA, 


gi 
complete 


somal RNA, partial sequence 1128958 1130397 Ricke 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


1652728 16542 
anthomonadaceae; 
ref 
71 Thermomonas fusca Bacteria; 
anthomonadaceae; Thermomonas. 

ref 
95 Fulvimonas soli Bacteria; 


1654275 16557 


1814099 18155 
anthomonadaceae; 
ref 
89 Sphingomonas 
Sphingomonadaceae; Sphingomonas. 
ref 
73 Desulfocella 
Desulfobacteraceae; 
ref 
47 Lebetimonas acidiphila Bacteria; 
Lebetimonas. 


2460248 24616 


6S ribosomal RNA, partial sequence 2641027 26425 


2675717 26771 


265678324 


253680770 
kettsiaceae; 


228721340 
sequence 


224581439 


sequence 


ria; 


219878439 


219878438 


219878326 


219857409 


219857230 


219857205 


tiliaceae; 


3646715 3648155 
s; Helicobacteraceae; 
ref 


219846451 
quence 
eria; 


219846376 
kettsiaceae; 
219846331 
equence 

ria; 
219846330 
3847238 
iales; 


219846329 


kettsiaceae; 


219846242 
sequence 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 


ref 

1077529 1078967 Sphingomonas melonis Bacteria; 
Sphingomonadaceae; 
ref 
ttsia rickettsii 
ref 
oteobacteria; 
ref 


Xanthomonadales; 


ref 
24 Thermomonas brevis Bacteria; 


Rickettsiales; 
ref 
3780594 3782084 
ref 
Rickettsiales; 
ref 
Rickettsiaceae; 
ref 
3848728 3850167 
ref 


a; Rhizobiales; 


NR_028626.1| Sphingomonas melonis 
Sphingomonas. 

NR_028018.1| Rickettsia rickettsii 
Bacteria; 
Rickettsieae; Rickettsia; spotted 
NR_027605.1| Magnetospirillum 
1339181 1340623 Magnetospirillum 
Rhodospirillales; Rhodospirillaceae; 


NR_027221.1| Lysobacter 
1428427 1429921 Lysobacter 
Xanthomonadaceae; 
NR_025578.1| Thermomonas brevis 


Thermomonas. 
NR_025577.1| Thermomonas fusca 


NR_025465.1| Fulvimonas soli strain 
Fulvimonas. 

NR_024997.1| Sphingomonas aquatilis 
aquatilis Bacteria; 
NR_024858.1| Desulfocella halophila 
halophila Bacteria; 
Desulfocella. 

NR_024833.1| Lebetimonas acidiphila 


219857173|ref|NR_024801.1| Alicyclobacillus 
2722161 2723688 Alicyclobacillus pomorum 

Alicyclobacillus. 

219846789 |ref|NR_026381.1| Magnetospirillum 

ial sequence 3198121 3199563 Magnetospirillum 

cteria; Rhodospirillales; Rhodospirillaceae; 

219846473 |ref|NR_026065.1| Helicobacter salomonis 


Helicobacter salomonis Bacteria; 
Helicobacter. 
NR_026042.1| Rickettsia 
3678896 3680323 Rickettsia 


Rickettsiaceae; Rickettsieae; 


NR_025967.1| Rickettsia honei 
Rickettsia honei Bacteria; 
Rickettsieae; Rickettsia; spotted 
NR_025921.1| Rickettsia 

3845748 3847187 Rickettsia 
Rickettsiaceae; Rickettsieae; 


NR_025920.1| Rickettsia montanensis 
3848677 Rickettsia montanensis 
Rickettsieae; Rickettsia; 


NR_025919.1| Rickettsia massiliae 
Rickettsia massiliae Bacteria; 
Rickettsieae; Rickettsia; spotted 


NR_025832.1| Agrobacterium 
3974188 3975556 Agrobacterium 
Rhizobiaceae; 


61112 61193 1 82 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
124833 124914 1 82 gi|265678979|ref|NR_029287.1| Nitrospira 


124349 125867 Nitrospira 


136172 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


136172 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


136172 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


136172 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


136172 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


136172 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


136172 Bacteria_16S 


californiensis st 
californiensis Ba 


136172 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


136172 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


136172 Bacteria_16S 


strain S37 16S ri 
Proteobacteria; A 


136172 Bacteria_16S 


strain Z-7934 16S 
Firmicutes; Clost 


136172 Bacteria_16S 


strain LMG 8670 1 
Proteobacteria; G 


136172 Bacteria_16S 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


136172 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


strain TCl 16S ri 
Proteobacteria; G 


136172 Bacteria_16S 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


136172 Bacteria_16S 


strain MV1075 16S 
Thermotogae; 


strain J1 16S rib 
Proteobacteria; A 


136172 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


136172 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


136172 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


tes; Clostridia; 


ria; 


2042 
acteria; 
2237 


cteria; Firmicutes; 
2319 


cteria; 


lphaproteobacteria; 


ridia; 


ria; 


59564 59640 


571899 572002 


670211 670291 


767883 767998 
osomal RNA, partial 
lphaproteobacteria; 
806325 806401 


eria; 
erium. 
867229 867305 


136172 Bacteria_16S 


pv. 
pv. 
Xanthomonas. 


Proteobacteria; 


Proteobacteria; 


638458 638539 1 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
1063192 1063273 1 
n TA-67 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclob 
1176395 1176495 1 

osomal RNA, partial sequence 
Clostridiales; 
1849781 1849862 1 
n A50-7-3 16S ribosomal RNA, partial s 
Gammaproteobacter 


2032148 2032229 1 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
971 2043052 1 
train L2 16S ribosomal RNA, partial se 
Proteobacteria; 


502 2237602 1 
rain APO 16S ribosomal RNA, partial se 
Clostridia; 
679 2319760 1 
rain AMX 19 16S ribosomal RNA, partial 
Proteobacteria; 


2785712 2785793 1 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicycl 
2965212 2965312 1 
bosomal RNA, partial sequence 


82 gi 


82 gi 


99 gi 


1175949 11773 
Clostr 


82 gi 


82 gi 


82 gi 


Gammaproteoba 


99 gi 


82 gi 


Gammaproteobac 


82 gi 


99 gi 


Sphingomonadales; 


3101527 3101627 1 
ribosomal RNA, partial sequence 

Clostridiales; 
3194034 31941151 
6S ribosomal RNA, partial sequence 3193552 31950 
ammaproteobacteria; Xanthomonadales; X 
3295305 3295386 1 
n LMG 494 16S ribosomal RNA, partial s 
Gammaproteobacter 


Clostr 


3826587 3826691 1 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
136172 Bacteria_16S 


1 


bosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 


1 


1 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 
136172 Bacteria_16S 


1 
sequence 
Rhizobia 

L 


1 


99 gi 


idiaceae; 


82 gi 


82 gi 


103 gi 


Lt gi 


102 gi 


81 gi 


in 7 16S ribosomal RNA, partial sequen 
Thermodesulfobacteria; 


114 gi| 265678534 
767437 76891 

les; Hyphomicrobiace 
77 gi| 265678508 
ce 80584 
Thermodesulfobacter 
7Vi gi| 265678467 


16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; X 
1232275 1232378 1 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1312026 1312102 1 
juglandis strain LMG 747 16S ribosomal RNA, partial sequence 
juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


102 gi 


77 gi 


Clostr 


2964771 29662 


3101054 31025 


3826129 38276 


59080 


669757 67122 


265678625 
ence 63798 
nadales; X 
265678335 


acillaceae 
228718376 


idiaceae; 
219878302 
equence 

ia; Xantho 


v 


219878174 
ence 20316 
Alicycloba 
219878166 
quence 
cteria; Xa 
219857574 
quence 

idiales; C 
219857516 
sequence 
teria; Xan 


219857126 
ial sequen 
obacilla 
219856812 


Sphingomon 
219846854 


Tindallia. 
219846792 


anthomonad 
219846724 
equence 

ia; Xantho 


219846345 


s; Helicob 
265679024 
60579 
anthomonad 
265678671 
sequence 

teria; Rho 


265678602 


anthomonad 
219878271 
quence 

cteria; Rh 


ref |NR_028930.1| Stenotrophomonas 

2 639478 Stenotrophomonas rhizophila 

anthomonadaceae; Stenotrophomonas. 

ref |NR_028637.1| Alicyclobacillus 
1062699 1064231 Alicyclobacillus 

; Alicyclobacillus. 

ref|NR_027573.1| Clostridium bartlettii 

77 Clostridium bartlettii DSM 16795 

Clostridium. 

ref|NR_025441.1] Thermomonas 


1849299 18507 
monadales; Xant 


9 
h 


8 Thermomonas 
omonadaceae; 


ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025305.1 

2042490 204400 
nthomonadales; X 


Alicyclobacillus 
lobacillus hesperidum 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Tindallia 
3 Tindallia 
indallia. 
Stenotrophomonas 
3 Stenotrophomonas 
nthomonadaceae; 


ref|NR_025162.1 
2237029 223848 
lostridiaceae; T 
ref|NR_025104.1 
2319172 232071 
thomonadales; Xa 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicyclobacillus. 

ref|NR_024631.1| Sphingopyxis chilensis 
22 Sphingopyxis chilensis Bacteria; 
adaceae; Sphingopyxis. 

ref|NR_026446.1| Tindallia magadiensis 
35 Tindallia magadiensis Bacteria; 


Alicyclobacillus 
5 Alicyclobacillus 


ref|NR_026384.1| Xanthomonas melonis 
51 Xanthomonas melonis Bacteria; 
aceae; Xanthomonas. 
ref|NR_026316.1] Xanthomonas 

3294823 3296322 Xanthomonas 
monadales; Xanthomonadaceae; 


ref|NR_025935.1 

02 Helicobacter felis Bacteria; 

acteraceae; Helicobacter. 

ref |NR_029332.1| Xanthomonas theicola 
Xanthomonas theicola Bacteria; 

aceae; Xanthomonas. 

ref|NR_028976.1| Jannaschia 

571472 572837 Jannaschia 

dobacterales; Rhodobacteraceae; 


Helicobacter felis 


ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 


ref |NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 

ae; Devosia. 
ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
aceae; Xanthomonas. 
ref|NR_025410.1] Bartonella 

1231844 1233289 Bartonella 
izobiales; Bartonellaceae; Bartonella. 


228721465 


ref|NR_027606.1| Xanthomonas arboricola 
1311542 1313043 Xanthomonas arboricola 


136172 Bacteria_16S 


1395595 1395675 1 


81 


strain KA3 16S ribosomal RNA, partial sequence 


Thermotogae; 
136172 Bacteria_16S 


1656268 1656371 1 


Thermotogales; Thermotogaceae; Marinitoga. 


102 


gi| 228715882 
1395106 13965 


gi| 219878437 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 


gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; 


136172 Bacteria_16S 
alexandrii strain 


136172 Bacteria_16S 
strain CHO0O1A 16S 


136172 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; 
136172 Bacteria_16S 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial 
hydrothermalis Bacteria; 


Thermomonas. 
136172 Bacteria_16S 


taiwanensis Bacteria; 


Pseudoxanthomonas. 
136172 Bacteria_16S 


136172 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xa 
2184432 2184508 1 77 gi|219857609|ref|NR_025198.1 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 218546 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 
2295457 2295560 1 102 gi|219857533|ref|NR_025121.1 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 22964 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2296923 2297026 1 102 gi|219857532|ref|NR_025120.1 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 22979 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2318087 2318163 1 77 gi|219857517|ref|NR_025105.1 


136172 Bacteria_16S 


1828264 1828379 1 


1934786 1934862 1 


2044548 2044630 1 


2093541 2093617 1 


114 


77 


ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


83 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadacea 


77 


Rhiz 


gi| 219878317 


C116-18 16S ribosomal RNA, partial sequence 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; 


gi|219878238 
1934336 19357 


219878165 
20440 


gi 


219878126 
sequence 


gi 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 


Bacteria; 
136172 Bacteria_16S 


2549360 2549463 1 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


102 


strain C-29 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


136172 Bacteria_16S 


2558592 2558676 1 


85 


strain SR12 16S ribosomal RNA, partial sequence 


Firmicutes; 
136172 Bacteria_16S 


Clostridia; 


Clostridiales; 
2728847 2728927 1 


Eubacteriaceae; 


81 


gi|219857344 
2548929 25503 


gi| 219857338 
2558106 25596 


gi|219857168 


Rhodobacter 


ref 


ref 


obia 


ref 


ref 


ref 


ref 


Bar 
ref 


ref 


1655822 165727 


1827843 182926 
Hyphomonadaceae; 


49 Campylobacter 
Campylobact 


2093069 209454 


82 2319121 Pseudo 
Xanth 


NR_027541.1 


NR_025576.1 


les; Brucell 
NR_025456.1 


ales; 
NR_025377.1 


eraceae; 
NR_025304.1 


e; Luteimona 
NR_025265.1 


omonadaceae; 
NR_024932.1 


tonella. 
NR_024926.1 


NR_024796.1 


sendaiensis strai 
sendaiensis Bacte 


136172 Bacteria_16S 
n ATCC 19867 16S ribosomal RNA, partial 


hibiscicola strai 
hibiscicola Bacte 


n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2850807 2850883 1 77 gi 
Proteobacteria; 


ria; Gammaproteobacter 


quence 


219856890 
sequence 
ia; 


acillaceae; 


Pseudomonadales; 


2728379 272981 
Alicyclobacill 
ref|NR_024709.1 

2850317 285183 
Pseud 


Pseudomonas. 
136172 Bacteria_16S 
strain ATCC 19374 
Bacteria; 
136172 Bacteria_16S 
strain ATCC 33616 
Bacteria; 
136172 Bacteria_16S 
japonensis strain 
Bacteria; 
136172 Bacteria_16S 
deleyianum strain 


Campy lobacteraceae; 
136172 Bacteria_16S 


strain LMG 471 16S ribos 


Proteobacteria; 
136172 Bacteria_16S 


strain LMG 8678 16S ribo 
Gammaproteobacteria; 


Proteobacteria; 
136172 Bacteria_16S 


strain LMG 947 16S ribos 


Proteobacteria; 
136172 Bacteria_16S 


strain LMG 673 16S ribos 


Proteobacteria; 
136172 Bacteria_16S 


Spiril 
Sulfurospirillum 


2852376 2852452 1 


2857055 28571311 


2923099 29231751 


3137536 3137639 1 


3181620 3181696 1 


3183172 3183248 1 


3184724 3184800 1 


3186276 3186352 1 


3187828 3187904 1 


77 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


77 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


77 


12-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


102 


77 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


77 


YB 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


77 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


77 


219856889 
28518 


gi 


219856886 
28565 


gi 


219856841 
29226 


gi 


gi| 219846830 


lum 5175 16S ribosomal RNA, partial seque 
deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Sulfurospirillum. 


gi| 219846800 
3181138 31826 


gi|219846799 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


gi|219846798 
3184240 31857 


gi|219846797 
3185792 31872 


gi|219846796 


vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 


ref 


ref 


ref 


ref 
nce 


ref 


ref 


ref 


ref 


ref 


86 2853382 Pseudo 
Xanth 


57 2858059 Pseudo 
Xanth 


17 2924080 Pseudo 
Xanth 


NR_024708.1 


omonadaceae. 
NR_024705.1 


omonadaceae; 
NR_024660.1 


omonadaceae; 
NR_026422.1 

313708 
NR_026392.1 


e; Xanthomon 
NR_026391.1 


e; Xanthomon 
NR_026390.1 


e; Xanthomon 
NR_026389.1 


e; Xanthomon 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 


Ss. 
Thermomonas 

6 Thermomonas 

nthomonadaceae; 


Pseudoxanthomonas 
6 Pseudoxanthomonas 


omonadaceae; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 
Eubacterium. 


Alicyclobacillus 
6 Alicyclobacillus 
us. 

Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 

monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Sulfurospirillum 

4 3138514 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonadacea 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonadacea 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonadacea 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonadacea 


as. 


NR_026388.1 


Xanthomonas 


3187344 3188845 Xanthomonas 


vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 


136172 Bacteria_16S 3189380 3189456 1 77 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

136172 Bacteria_16S 3190932 3191008 1 77 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

136172 Bacteria_16S 3192484 3192560 1 77 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

136172 Bacteria_16S 3195586 3195662 1 77 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

136172 Bacteria_16S 3289126 3289202 1 qt gi|219846728|ref|NR_026320.1| Xanthomonas populi 


strain LMG 5743 1 
Proteobacteria; 


strain LMG 5047 1 
Proteobacteria; G 


136172 Bacteria_16S 


strain LMG 708 16 
Proteobacteria; G 


136172 Bacteria_16S 


strain LMG 538 16 
Proteobacteria; G 


136172 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


136172 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


136172 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


136172 Bacteria_16S 


vulcanalis strain 
Bacteria; Firmicu 


136172 Bacteria_16S 


strain A828 16S r 


G 
136172 Bacteria_16S 


ammaproteobacteria; Xanthomonadales; X 
3290651 3290727 1 77 gi 


ammaproteobacteria; Xanthomonadales; X 
3292203 3292279 1 77 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3293755 3293831 1 Vd gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3379080 3379195 1 114 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


3802086 3802201 1 114 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3818946 3819061 1 114 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
4048043 4048123 1 81 gi 
CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 

4108279 4108382 1 102 gi 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


136172 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


136172 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


136172 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


136172 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


136172 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


136172 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


136172 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


136172 Bacteria_16S 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


136172 Bacteria_16S 


strain LBBl1 16S r 


132458 132537 1 80 

ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; Rho 
150557 150636 1 80 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

417263 417342 1 80 gi 
in DV1184 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
536778 536857 1 80 gi 
osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
956190 956269 1 80 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


gi 


994658 994737 1 80 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

2113257 21133711 113 gi 
strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteo 


2223719 2223798 1 80 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
am 


2340710 2340789 1 80 
ibosomal RNA, partial sequence 


gi 


6S ribosomal RNA, partial sequence 3288642 32901 
thomonad 


an 
219846727 


6S ribosomal RNA, partial sequence 3290167 32916 
thomonad 


an 
219846726 


3291719 32932 
thomonad 


an 
219846725 


3293271 32947 
thomonad 


an 
219846663 
equence 

a; Desulfo 


219846361 


3801626 38030 


s; Helicob 
219846350 


3818485 38199 


s; Helicob 
219846188 
ence 40475 
Alicycloba 
219846146 


4107869 41092 


nellaceae; 
265678974 


131953 13349 


dothermace 
265678962 


150066 15156 


Clostridiu 
265678776 
equence 

iales; Pep 
265678694 


536318 53780 


tiliaceae; 

265678408 

sequence 
acteria; 


265678381 
al sequenc 
tridiales; 


219857659 
al sequenc 
bacteria; 


219857583 
ence 22232 
teriales; 


219857501 


R 


acea 
ref 


e; Xanthomon 
NR_026319.1 


acea 
ref 


e; Xanthomon 
NR_026318.1 


acea 
ref 


e; Xanthomon 
NR_026317.1 
aceae; Xanthomon 
NR_026255.1 
3378593 338009 
vibrionales; s 


ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025736.1 


Bartonella. 
ref|NR_029282.1 
5 Rhodothermus 
ae; Rhodothermus 
ref|NR_029270.1 


m. 
ref |NR_029081.1 

416856 418235 
tostreptococcace 
ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref|NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref |NR_028683.1 
e 994185 995652 
Clostridiales F 


ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Desulfovibrio 

8 Desulfovibrio 

ulfovibrionaceae; 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Alicyclobacillus 
lobacillus vulcanalis 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Rhodothermus marinus 


marinus Bacteria; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Tepidibacter 
Tepidibacter 

ae; Tepidibacter. 
Caminibacter profundus 


profundus Bacteria; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


v 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


ref|NR_025089.1 


Rhodobaca bogoriensis 


2340265 2341721 Rhodobaca bogoriensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 


136172 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


136172 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


136172 Bacteria_16S 


arcachonense stra 
arcachonense Bact 
Sulfurospirillum. 


136172 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


136172 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


136172 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


136172 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


136172 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


136172 Bacteria_16S 


nitratireducens s 
nitratireducens B 


136172 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


136172 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


136172 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


136172 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 


136172 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


136172 Bacteria_16S 


strain IFO 10550 
Proteobacteria; A 


136172 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


136172 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


136172 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


136172 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


136172 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


136172 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


2507486 2507565 1 80 gi 


CTT3 16S ribosomal RNA, partial sequen 
Clostr 


tes; Clostridia; 


2615553 2615632 1 


Clostridiales; 
80 gi 
ridia; Clostridiales; 


3158951 3159030 1 80 gi 


eria; Proteobacteria; Epsilonproteobac 


3231652 32317311 80 gi 
ridia; Clostridiales; 
3808138 3808217 1 80 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3968787 3968866 1 80 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3970236 3970315 1 80 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
4035932 4036046 1 113 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
4172738 4172817 1 80 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
67119 67236 1 116 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


1144604 1144686 1 83 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1978837 1978919 1 83 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2041413 2041489 1 77 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2885001 2885118 1 116 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3208995 3209112 1 116 gi 


gi 


lphaproteobacteria; Sphingomonadales; 
155233 155310 1 78 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
182587 182687 1 99 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
865667 865744 1 78 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


2018762 2018862 1 99 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2020234 2020334 1 99 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


gi 


2336198 2336277 1 80 gi 
ria; Proteobacteria; Alphaproteobacter 
r. 


136172 Bacteria_16S 


2864720 2864832 6 116 gi 


in F1F6 16S ribosomal RNA, partial seq 


te 


en 


ob 


ri 


en 
te 


en 


Sphingomon 


ac 


L 
te 


Sp 


mi 


ue 


219857372 
ce 
id 


219846766 
16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fami 


253680760 
quence 
teria; 


219878209 


219856866 
2884576 28858 
hingomon 


YP 


s 
ct 


n ALG 1 16S ribosomal RNA, partial seque 


ia 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Sphingomon 
265678959 
uence 
idiales; 
265678941 
182124 18361 
Clostridiu 
265678468 
sequence 
cteria; 


219878183 
2018337 20197 
homonada 
219878182 
equence 
eria; 


219857504 
nce 


’ 


219856881 


iaceae; 

219857255 
16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Family XII. 
219846816 
nce 


ria; 


ly XI. 
219846357 
ce 38076 
acterale 
219846246 


llales; 
219846245 
ce 39698 
rales; 
219846199 
ce 40355 
adales; 
219846098 
1 sequence 
ridiales; 
265679019 
sequence 
cteria; 


terales; 
219878167 

sequence 
ria; 


25070 


I 


39683 


R 


Sp 


Pse 


19783 


Xan 


Cc 


Ca 


Rh 


Rhodob 


Campylo 


ref|NR_024960.1| Thermohalobacter 

00 2508520 Thermohalobacter berrensis 
Thermohalobacter. 

ref|NR_024886.1| Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_026408.1| Sulfurospirillum 
158497 3159929 Sulfurospirillum 
bacterales; Campylobacteraceae; 


w 


ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref |NR_029327.1 

66694 68135 
hingomonadales; 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 

Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 

Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 

Garciella 
8 Garciella 
Garciella. 

Sphingomonas 

Sphingomonas 
Sphingomonadaceae; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


ref|NR_028008.1 
144133 114556 


udomonadales; Ps 


R 


Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Pseudoxanthomonas 

9 Pseudoxanthomonas 

nthomonadaceae; 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025306.1 

2040918 204243 
thomonadales; Xa 


ref|NR_024685.1 
81 Sphingomonas oligophenolica Bacteria; 
adaceae; Sphingomonas. 
ref |NR_026374.1| Sphingomonas 
11 Sphingomonas mali Bacteria; 
adaceae; Sphingomonas. 
ref|NR_029267.1| Clostridium 
154728 156242 Clostridium 
lostridiaceae; Clostridium. 


Sphingomonas 


mali 


ref|NR_029249.1| Clostridium irregulare 

2 Clostridium irregulare Bacteria; 

m. 

ref|NR_028771.1| Sulfurospirillum 
865186 866674 Sulfurospirillum 

mpylobacterales; Campylobacteraceae; 

ref|NR_025322.1| Maricaulis salignorans 

58 Maricaulis salignorans Bacteria; 

ceae; Maricaulis. 

ref|NR_025321.1| Maricaulis 


2019809 20212 
odobacterales; 


3 
H 


0 Maricaulis 
yphomonadaceae; 


Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


ref|NR_025092.1 
2335756 233710 
acterales; Rhodo 


echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 


ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 


echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 
Sphingomonas. 


136172 Bacteria_16S 3820477 3820556 1 80 gi|219846349|ref|NR_025940.1 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 382000 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
Helicobacter. 

136172 Bacteria_16S 106482 106562 1 81 gi| 265678991 |ref|NR_029299.1 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
136172 Bacteria_16S 295524 295639 1 114 gi| 265678863 |ref|NR_029169.1 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
136172 Bacteria_16S 362215 362318 1 102 gi| 265678813 |ref|NR_029118.1 


strain B7-43 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
136172 Bacteria_16S 562842 562922 1 81 gi| 265678677 |ref|NR_028982.1 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; 
Acidithiobacillus. 

136172 Bacteria_16S 873291 873406 1 114 gi| 265678463 |ref|NR_028766.1 


strain N-1 16S ri 
Proteobacteria; B 
136172 Bacteria_16S 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1100568 1100648 1 81 gi 
strain TO-931 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
136172 Bacteria_16S 1304525 1304605 1 81 gi 
owensensis OL 16S ribosomal RNA, partial sequence 


rkh 


Clo 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Sedis; Caldicellulosiruptor. 

136172 Bacteria_16S 1398543 1398623 1 81 gi|228715357|ref|NR_027529.1 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmat 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
136172 Bacteria_16S 1444323 1444426 1 102 gi|224581424|ref|NR_027205.1 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 144534 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rh 
Thalassobacter. 

136172 Bacteria_16S 1769016 1769096 1 81 gi| 219878358 |ref|NR_025497.1 


strain 525 16S ri 
Proteobacteria; E 
136172 Bacteria_16S 
strain DSM 11853 

Proteobacteria; B 
136172 Bacteria_16S 
strain DSM 1105 1 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
136172 Bacteria_16S 3372956 3373031 6 81 gi 
lacunarum strain DSM 6640 16S ribosomal RNA, partial se 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobi 
136172 Bacteria_16S 3697332 3697447 1 114 gi 
strain LRB 8581 1 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
136172 Bacteria_16S 3764509 3764589 1 81 gi 
thermocisternum strain ST90 16S ribosomal RNA, partial 

thermocisternum Bacteria; Firmicutes; Clostridia; Clost 
136172 Bacteria_16S 4076564 4076644 1 81 gi 
strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 

136172 Bacteria_16S 15462 15541 1 80 gi 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; 
136172 Bacteria_16S 36799 36878 1 80 gi 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, part 
guttiformis Bacteria; Proteobacteria; Alphaproteobacter 
Sulfitobacter. 
136172 Bacteria_16S 38202 38281 1 80 gi 
strain Ekho Lake-162 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
136172 Bacteria_16S 153658 153737 1 80 gi 
strain V 5-2 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 


bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2274301 2274416 1 114 gi 


til 


etaproteobacteria; Burkholderiales; Burkh 


2436448 2436563 1 114 gi 
rkh 


e 
e 


qu 


al 


Ss; 


se 
ri 


q 
d 


ridia; Thermoanaerobacterales; Thermoanae 


al 
Le 
ial 


ia; 


e 
hod 


Clostridiaceae; Oxo 


361716 36321 


872811 87416 


265678309 
1100149 11015 


219846460 
1304017 13055 


1768558 17700 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 


219857430 
6S ribosomal RNA, partial sequence 2436004 24374 
219846668 
219846438 
6S ribosomal RNA, partial sequence 3696887 36983 


219846388 


219846168 
6S ribosomal RNA, partial sequence 4076074 40776 


265679053 


265679039 


265679038 


265678960 
153188 154677 Oxobacter pfennigii Bacteria; 


Sphingomonadales; Sphin 


3 Desulfovibrio 


; Cupriavidu 
NR_028611.1 


olderiaceae 


ref 
stridium. 


ref|NR_026051.1 


tilia. 
NR_025138.1 


Nau 
ref 


iaceae; 


; Cupriavidu 
NR_025018.1 


olderiaceae 


ref 
olderiaceae; Cupriavidu 
ref |NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref|NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025758.1 


nce 


s; Halo 


Helicob 


uence 
iales; 


robacterale . 


s Family IV 


ref|NR_029361.1 
e 15032 16427 
a. 
ref|NR_029347.1 
ce 36384 37736 
acterales; Rhod 


sequenc 
ptospir 


sequen 


Rhodob ° 


ref |NR_029346.1 
39128 Sulfit 
aceae; Sulfitoba 


37787 
obacter 


gomonadaceae; 


Helicobacter 
8 3821492 Helicobacter 
elicobacteraceae; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 

Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Acidithiobacillus 

Acidithiobacillus 


Acidithiobacillaceae; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 
Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


Gemmatimonas 
imonas aurantiaca T-27 


Thalassobacter 
0 Thalassobacter 


odobacteraceae; 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Halanaerobacter 

0 Halanaerobacter 

Halanaerobacter. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Desulfotomaculum 

6 Desulfotomaculum 

Desulfotomaculum. 

Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Leptospira interrogans 
Leptospira interrogans 


Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 


ref|NR_029268.1 


bacter. 


Oxobacter pfennigii 


136172 Bacteria_16S 


strain Benl104 16S 


251746 251825 1 80 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


136172 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


136172 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


136172 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


136172 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


136172 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; 
136172 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


136172 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


136172 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


136172 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


136172 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


136172 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


136172 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


136172 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


136172 Bacteria_16S 


strain DSS-3 16S 


275750 275829 1 80 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
284867 284946 1 80 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
350353 350432 1 80 gi 


gi 


265678894 


251300 25272 


hodobacter 
265678876 


275297 27676 


s; Helicob 
265678870 
ence 28438 
acterales; 
265678824 


somal RNA, partial sequence 349928 351312 Parac 


Rhodobacterales; Rhodobacteraceae; 
357614 357693 1 80 gi 

ain UST950701-009P 16S ribosomal RNA, 

teria; Proteobacteria; Alphaproteobact 


ia; 


365147 365226 1 
osomal RNA, partial sequence 
Rhodobacterales; R 
381741 381820 1 80 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


80 gi 


477007 477086 1 80 gi 
Rhodobacterales; Rhodobacteraceae; 

583856 583935 1 80 gi 
in MBT-A4 16S ribosomal RNA, partial s 


eria; Proteobacteria; Alphaproteobacte 


ia; 


620211 620290 1 80 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 
801801 801880 1 80 gi 
in C21 16S ribosomal RNA, complete seq 
eria; Firmicutes; Clostridia; Clostrid 


847575 847654 1 80 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
891248 891346 6 102 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
928335 928414 1 80 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
929823 929902 1 80 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


136172 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


136172 Bacteria_16S 


strain Y 16S ribo 
Alphaproteobacter 


136172 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


136172 Bacteria_16S 


metallireducens s 
metallireducens B 


136172 Bacteria_16S 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


136172 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


971576 971655 1 80 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
1083929 1084043 1 113 gi 


Paracoccu 
265678816 
partial se 
eria; Rhod 


265678811 


364736 36609 


hodobacter 
265678800 
sequence 
cteria; Rh 


265678733 


476563 478023 Parac 


Paracoccu 
265678663 
equence 

ria; Rhodo 


265678638 
1 sequence 
bacteria; 

265678511 
uence 
iales; Clo 
265678481 
nce 84713 
terales; R 
265678450 


890778 89219 


ceae; Oren 
265678426 
nce 92790 
terales; R 
265678425 


929371 93083 


hodobacter 
265678396 

97110 

obacterale 
265678320 


somal RNA, partial sequence 1083512 1084952 Sphin 


Sphingomonadales; Sphingomonadacea 
1127896 1127975 1 80 gi 
B9A Seymour 16S ribosomal RNA, partia 

ia; Proteobacteria; Epsilonproteobacte 


ia; 


1244411 12444901 80 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1301415 1301494 1 80 gi 


e; Sphingo 
253680771 
1 sequence 
ria; Campy 


219857537 
1 sequence 
ridiales; 

219846639 


16S ribosomal RNA, partial sequence 1300923 13024 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1324433 1324512 1 80 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 


tae Sedis; Caldicellulosiruptor. 


136172 Bacteria_16S 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 


DCB-2 Bacteria; F 


1341185 1341264 1 80 gi 


irmicutes; Clostridia; Clostridiales; 


s; Thermoa 
219878140 
sequence 
Thermoana 


228721140 


Peptococca 


ref |NR_029202.1 
aceae; 
ref |NR_029182.1 
1 Helicobacter 
acteraceae; Hel 
ref|NR_029176.1 
4 285824 Desul 
Desulfobulbace 
ref|NR_029129.1 
occus kocurii B 
Ss. 

ref 
quen 
obac 


NR_029121.1 
ce 35720 
terales; Rh 


’ 


ref|NR_029116.1 
9 Salipiger muc 
aceae; Salipige 
ref|NR_029105.1 
381306 38275 
izobiales; Phyl 


ref 
occu 
Ss. 


NR_029038.1 
s yeei Bact 


NR_028968.1 
583422 58483 
bacterales; Rho 
ref |NR_028943.1 
19766 62117 
Nautiliales; Na 
ref |NR_028814.1 

801287 80283 
stridiales Fami 


a 


ref|NR_028784.1 
2 848491 Parac 
hodobacteraceae 
ref|NR_028752.1 


ia. 
ref|NR_028728.1 
3. 929320 Roseo 
hodobacteraceae 
ref|NR_028727.1 


aceae; Ruegeria 
ref|NR_028698.1 
0 972566 Campy 
s; Campylobacte 
ref |NR_028622.1 
gobium amiense 
bium. 
ref |NR_028019.1 
127427 11289 
lobacterales; H 


R 


ref|NR_025125.1 

1243915 12454 
Peptococcaceae; 
ref|NR_026231.1 
27 Caldicellulos 
naerobacterales 


ref|NR_025279.1 


erobacterales; 


ref |NR_027603.1 


ceae; 


i 


£ 
a 


a 


8 
° 


rs 
6 
1 


e 


7 
d 


8 
u 
8 
1 


° 
i 


Vi 
7 


1 
Ba 


B 


0 
e 


2 


1323941 132544 
T 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 
Amaricocc 


us. 
Helicobacter bilis 
bilis Bacteria; 
cobacter. 
Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 
Paracoccus kocurii 
cteria; Proteobacteria; 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Salipiger mucosus 
osus Bacteria; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Paracoccus 
Paracoccus 
obacteraceae; 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Paracoccus 
ccus kondratievae 
Paracoccus. 

Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Roseovarius 
arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 
Sphingobium amiense 
acteria; Proteobacteria; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Caldicellulosiruptor 
iruptor lactoaceticus 6A 
Family III. Incertae 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Desulfitobacterium 


1340674 1342203 Desulfitobacterium hafniense 
Desulfitobacterium. 


136172 Bacteria_16S 
RW1 16S ribosomal 


136172 Bacteria_16S 


strain S-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


136172 Bacteria_16S 


RNA, 
Proteobacteria; Alphaproteobacteria; 


1400026 1400105 1 
partial sequence 


1413518 1413632 1 


1610739 1610818 1 


Sphingomonadales; 


Sphingomonadales; 


80 gi 


228715353 


ref|NR_027525.1 


Sphingomonas wittichii 


1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 


113 gi 


80 gi 


antarcticus strain EL-88 16S ribosomal RNA, partial sequence 


antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseisalinus. 
136172 Bacteria_16S 
strain CM243 16S 


136172 Bacteria_16S 
strain HS-5 16S r 
Actinobacteria; 
136172 Bacteria_16S 


strain 58Eu 16S ribosomal RNA, partial sequence 


Proteobacteria; 
136172 Bacteria_16S 


inexpectatum strain FRR-10 16S ribosomal RNA, partial s 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 
136172 Bacteria_16S 
zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 
136172 Bacteria_16S 
strain MIT 97-507 
Proteobacteria; 
136172 Bacteria_16S 
canadensis strain 


Helicobacter. 
136172 Bacteria_16S 


strain DM12 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


136172 Bacteria_16S 
dechloracetivoran 
dechloracetivoran 
Desulfovibrionaceae; 
136172 Bacteria_16S 


viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial 


viterbiensis Bacteria; 
136172 Bacteria_16S 
hyointestinalis subsp. 


Campylobacterales; 
136172 Bacteria_16S 
strain A3.12 16S 
Proteobacteria; 

136172 Bacteria_16S 


mesocricetorum strain MU97-1514 16S ribosomal RNA, part 


1615244 1615323 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Cau 


1705216 1705295 1 


ibosomal RNA, partial sequence 
Rubrobacteridae; Thermoleophilales; The 


2067533 2067616 1 


2152609 2152688 1 


2158608 2158687 1 


s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaproteobacteria; 


2292480 2292559 1 


5c 16S ribosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterale 


2331713 2331792 1 


NLEP-16143 16S ribosomal RNA, partial 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteri 


2334793 2334872 1 


2355894 2355973 1 


s strain SF3 16S ribosomal RNA, partia 
s Bacteria; 
Desulfovibrio. 


Proteobacteria; 
2405987 2406066 1 


Firmicutes; 
2525649 2525728 1 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 


2533273 2533352 1 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; 


2563175 2563254 1 


Clostridia; 


80 gi 


1614821 16 


80 gi 


1704738 17 


84 gi 


2067059 20 


80 gi 


80 gi 


80 gi 


22 
S; 
80 gi 
Ss 


Sphingomonadaceae; 
224581449 
1413085 14145 
Sphingomonadaceae; 
219878469 


Rhodobacterales; 


219878466 


162 


lobacteraceae; 
219878404 


061 


rmoleophil 
219878145 


685 


Rhodobacterales; 


219857629 
partial sequence 


219857536 


920 


Helicobacteraceae; 
219857508 
equence 


ref |NR_027233.1 


ref|NR_025608.1 
1610323 161174 


ref|NR_025605.1 
Woodshol 
ref|NR_025543.1 
aceae; 

ref|NR_025284.1 


Thauera. 
NR_025222.1 
152193 215360 


ref 
2 


ref|NR_025218.1 
215819 
Rhodobacterale 
ref|NR_025124.1 
Hel 
ref |NR_025096.1 
2331268 233272 


a; Campylobacterales; He 
80 gi|219857505|ref|NR_025093.1 
2334350 23357 


S; 


Sphingomonas. 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 
Sphingobium. 


Roseisalinus 
3 Roseisalinus 


Rhodobacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 
ea. 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
Thermoleophilum. 


Thauera terpenica 


42 Thauera terpenica Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
219857633 
equence 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


Helicobacter aurati 


20 2293474 Helicobacter aurati Bacteria; 
icobacter. 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Paracoccus. 
80 gi|219857490|ref|NR_025078.1| Desulfovibrio 
1 sequence 2355381 2356917 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; 
80 gi| 219857456 |ref|NR_025044.1| Caloramator 
sequence 2405537 2407016 Caloramator 
Clostridiales; Clostridiaceae; Caloramator. 
80 gi|219857360|ref|NR_024948.1| Campylobacter 


80 gi 


2532800 25 


80 gi 


mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria 


Helicobacter. 
136172 Bacteria_16S 


strain hl 16S ribosomal RNA, partial sequence 


2630876 2630955 1 


80 gi 


2630432 26 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobac 


136172 Bacteria_16S 
strain CMRI H02 1 
Proteobacteria; 
136172 Bacteria_16S 


thermophila strain EP1-55-1% 16S ribosomal RNA, partial 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; 


Hydrogenimonas. 
136172 Bacteria_16S 


Thermaerobacter. 
136172 Bacteria_16S 


herbarius strain CP-1 16S ribosomal RNA, partial sequence 


2671577 2671656 1 


2707716 2707795 1 


2757059 2757138 1 


2787292 27873711 


80 gi 


s; Heli 
80 gi 
sequen 


c 
80 gi 
sequ 
ales; 


80 gi 


RNA, partia 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacteraceae; Campylobacter. 
219857355 


342 


Bacteriovorac 
219857335 
ial sequence 2562731 25641 
; Campy 


219857238 


317 


ce 


219857148 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridi 


enc 
cl 


219857125 
2786786 2788314 Alicyclobacillus herbarius 


ampylobacterales; 


1 sequence 


ref |NR_024943.1 
56 Peredibacter 
aceae; 
NR_024923.1 
5 
s 


ref 
lobacterale 


ref|NR_024866.1 
92 Methylarcula 


ref|NR_024836.1 
Heli 
ref|NR_024811.1 

2707242 270866 
H 


ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref |NR_024753.1 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


2525204 2526622 


Peredibacter starrii 


starrii Bacteria; 
Peredibacter. 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 


Methylarcula terricola 


terricola Bacteria; 
teraceae; Methylarc 
219857208 
6S ribosomal RNA, partial sequence 2671138 26725 
Epsilonproteobacteria; Campylobacterale 


ula. 
Helicobacter ganmani 


55 Helicobacter ganmani Bacteria; 
cobacteraceae; 
219857183 


cobacter. 
Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Alicyclobacillus 


136172 Bacteria_16S 2790254 2790333 1 80 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
136172 Bacteria_16S 2925963 2926042 1 80 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 
136172 Bacteria_16S 3062607 3062686 1 80 gi|219846880|ref|NR_026472.1| Sulfitobacter 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 
136172 Bacteria_16S 3078947 3079030 1 84 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
136172 Bacteria_16S 3082099 3082182 1 84 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 
136172 Bacteria_16S 3085132 3085211 1 80 gi|219846865|ref|NR_026457.1| Paracoccus 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 
136172 Bacteria_16S 3086577 3086656 1 80 gi|219846864|ref|NR_026456.1| Paracoccus 
denitrificans strain 381 16S ribosomal RNA, partial sequence 3086162 3087556 Paracoccus 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 


136172 Bacteria_16S 3240822 3240901 1 80 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

136172 Bacteria_16S 3311981 3312095 1 113 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

136172 Bacteria_16S 3365492 3365571 1 80 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

136172 Bacteria_16S 3482906 3482985 1 80 gi| 219846587 |ref|NR_026179.1| Clostridium 


acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

136172 Bacteria_16S 3588020 3588103 1 84 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

136172 Bacteria_16S 3634972 3635051 1 80 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
136172 Bacteria_16S 3654843 3654922 1 80 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 
136172 Bacteria_16S 3665646 3665725 1 80 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 

136172 Bacteria_16S 3685307 3685386 1 80 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
136172 Bacteria_16S 3716822 3716901 1 80 gi|219846425|ref|NR_026016.1| Sagittula stellata 
strain E-37 16S ribosomal RNA, partial sequence 3716418 3717790 Sagittula stellata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula. 
136172 Bacteria_16S 3776522 3776601 1 80 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 


136172 Bacteria_16S 3822008 3822087 1 80 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
strain ST1 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

136172 Bacteria_16S 3879682 3879761 1 80 gi|219846309|ref|NR_025899.1| Caloramator fervidus 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
136172 Bacteria_16S 3936181 3936260 1 80 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 


136172 Bacteria_16S 3937615 3937694 1 80 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

136172 Bacteria_16S 3965771 3965885 1 113 gi|219846248|ref|NR_025838.1| Novosphingobium 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 
136172 Bacteria_16S 
delicatus strain 
delicatus Bacteri 
Sulfitobacter. 
136172 Bacteria_16S 
strain KMM 3554 1 


Leisingera. 


136172 Bacteria_16S 
strain SE-32A-C8 
Proteobacteria; 
136172 Bacteria_16S 
thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 
136172 Bacteria_16S 
strain Greoux 11 
Proteob 
136172 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacte 
136172 Bacteria_16S 
HEL-45 16S riboso 


Bacteria; 


Pseudomonas. 


136172 Bacteria_16S 
strain 441-1 16S 
Proteobacteria; 

136172 Bacteria_16S 


G 


G 


G 


G 


G 


G 


G 


G 


GIFU 11526 16S ribosomal RNA, partial s 
ia; Proteobacteria; Alphaproteobacteria; 
4166596 4166675 1 


80 gi 


equence 


219846102 


KMM 3584 16S ribosomal RNA, partial sequence 


a; Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


Rhodobacterales; 


3965346 3966788 Novosphingobium 
Sphingomonadaceae; 


NR_025692.1| Sulfitobacter 
166170 4167598 Sulfitobacter 
Rhodobacteraceae; 


ref 


rs 


4168078 4168157 1 


4183447 4183526 1 


Firmicutes; 
4231898 4231977 1 


ria; 


3557 3639 1 


97311 97393 1 
teria; 


903550 903632 1 


1277326 1277408 1 


Proteobacteria; 
1379121 1379195 6 


ria; 


1578591 1578673 1 


2146550 2146632 1 


2187513 2187595 1 


2396840 2396933 1 


eria; Firmicutes; 


2459182 2459299 1 


2501402 2501484 1 


2716587 2716669 1 


2863197 2863279 1 


2972852 29729341 
teria; Proteobacteria; 


2992697 2992779 1 


3659463 3659545 1 


Clostridia; 


Proteobacteria; 


mal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
136172 Bacteria_16S 
strain SP1402 16S 
Proteobacteria; 
136172 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; 
136172 Bacteria_16S 
strain K9951 16S 
Proteobacteria; 
136172 Bacteria_16S 
gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 
136172 Bacteria_16S 
strain JSS-26 16S 


80 


80 


80 


83 


83 


83 


83 


80 


83 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadacea 


83 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadacea 


83 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legionellaceae; L 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
136172 Bacteria_16S 
strain 2074-AUS-E 
Proteobacteria; 
136172 Bacteria_16S 
strain Y223G 16S 
Proteobacteria; 

136172 Bacteria_16S 
strain DSM 3050 1 
Proteobacteria; 
136172 Bacteria_16S 
citronellolis str 
citronellolis Bac 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Colwelliaceae; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legionellaceae; L 


83 


gi 


gi 


gi 


ns strain MB2 16S ribosomal RNA, parti 
ns Bacteria; Proteobacteria; Alphaprot 


gi 


16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 


gi 


gi 


D13 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionellales; 


gi 


gi 


gi 


219846101 


6S ribosomal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
136172 Bacteria_16S 
thalassicus strai 
thalassicus Bacte 
136172 Bacteria_16S 
methylohalidivora 
methylohalidivora 


219846088 


n SC 562 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846047 


265679061 
4533 


ain Bra2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


n JC2041 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


1378686 1380064 Oceanibul 
hodobacteracea 


219846381 


1578118 15795 


gi 


219857637 


2146078 21475 


gi 


219857607 


2187032 21885 


16S ribosomal RNA, partial sequence 


ain DSM 50332 16S ribosomal RNA, partial 


in LBS3 16S ribosomal RNA, partial sequence 
Clostridia; 


ammaproteobacteria; Legionellales; Legionellaceae; L 


6S ribosomal RNA, partial sequence 2862729 28642 
ammaproteobacteria; Pseudomonadales; Pseudomonadacea 


2992209 29936 


gi 


219846465 


frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 


frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


al sequenc 
eobacteria; 


ref 


ref 


rs 


ref 


Rh 


ref 


265678998 |ref|NR_029306.1 
96815 98277 
Desulfobacterales; D 
265678442 |ref|NR_028744.1 
903072 904507 Legion 
Legionellaceae; Leg 
219846127 |ref|NR_025717.1 
1276861 127826 
ia; Alteromonadales; Colwe 
228717469 |ref|NR_027563.1 


ref 


ref 


ref 


92 gi| 219857462 |ref|NR_025050.1 
2396386 239781 
Clostridiales; Clostridiales Famil 
116 gi|219857410|ref|NR_024998.1 
2458757 2460197 Sphingomonas 
Sphingomonadales; Sphingomonadaceae; Sphingo 
83 gi|219857381|ref|NR_024969.1 
2500908 2502354 Legion 
egionella. 
83 gi|219857177|ref|NR_024805.1 
2716108 27175 
Colwellia. 
83 gi|219856882|ref|NR_024701.1 
e; Pseudomon 
83 gi| 219846941 |ref|NR_026533.1 
sequence 2972376 297388 
Gammaproteobacteria; Pseudomonadales; Pse 
83 gi|219846928|ref|NR_026520.1 


78 Sulfitobacter 
Sulfitobacter. 


183005 418440 
Peptostr 


e 4231451 423288 


NR_025691.1 


NR_025678.1 


eptococcacea 
NR_025637.1 


odobacterale 
NR_029369.1 


egionella. 


bus indolife 
e; Oceanibul 
NR_025972.1 


e; Pseudomon 
NR_025226.1 


e; Pseudomon 
NR_025196.1 


egionella. 


egionella. 


ref 


Sulfitobacter dubius 
dubius Bacteria; 


Tepidibacter 

8 Tepidibacter 

e; Tepidibacter. 
Leisingera 

1 Leisingera 

s; Rhodobacteraceae; 


Legionella erythra 


Legionella erythra Bacteria; 
ionellaceae; L 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Legionella gresilensis 
ella gresilensis 
ionella. 
Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Legionella busanensis 


07 Legionella busanensis Bacteria; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Legionella waltersii 
ella waltersii Bacteria; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


NR_026057.1 


Shewanella 


3658961 3660465 Shewanella 


Shewanellaceae; 


Shewanella. 


136172 Bacteria_ 
haeundaensis stra 


haeundaensis Bac 
Paracoccus. 


136172 Bacteria_ 
ganghwensis strai 
ganghwensis Bacte 
136172 Bacteria_ 
alaskensis strain 
Proteob 


Bacteria; 


136172 Bacteria_ 


anguilliseptica 
anguilliseptica 
Pseudomonas. 


136172 Bacteria_ 
aurantiaca strain 
Proteob 


Bacteria; 


136172 Bacteria_ 
whittenburyi stra 


Planctomyces. 


136172 Bacteria_ 
polysaccharolytic 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostri 


Thermoanaerobact 


136172 Bacteria_ 


shabanensis stra 
shabanensis Bact 
Salinisphaera. 


136172 Bacteria_ 


margaritifer str 
margaritifer Bac 
Tepidiphilus. 


136172 Bacteria_ 


auripigmenti str 
auripigmenti Bac 


136172 Bacteria_ 


thiodismutans st 
thiodismutans Ba 
Desulfonatronum. 


136172 Bacteria_ 


strain A45 16S r 
Proteobacteria; 


136172 Bacteria_ 


strain LSv514 16 
Proteobacteria; 


136172 Bacteria_ 


alcaliphila stra 
alcaliphila Bact 
Pseudomonas. 


136172 Bacteria_ 


ABE-1 16S riboso 
Gammaproteobacte 


136172 Bacteria_ 


resinovorans str 
resinovorans Bac 
Pseudomonas. 


136172 Bacteria_ 


thiosulfatigenes 
thiosulfatigenes 


136172 Bacteria_ 


strain lacT 16S 
Proteobacteria; 


136172 Bacteria_ 


strain WO-44C 16 
Proteobacteria; 


136172 Bacteria_ 


strain JB13 16S 


16S 4134144 41342101 67 gi 
in BC74171 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacte 
16S 4195614 4195696 1 83 gi 
n JC2044 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
16S 50395 50495 1 99 gi 
All 16S ribosomal RNA, complete seque 


16S 
s 
B 


78997 79078 1 82 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; 


16S 191856 191948 1 91 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
16S 193366 193447 1 82 gi 


Methylobacter. 

16S 218097 218197 4 102 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


16S 269644 269725 1 82 gi 
um strain KMTHCJT 16S ribosomal RNA, p 


erales; Thermoanaerobacterales Family I 
16S 1140043 1140124 1 82 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


i 
e 
16S 1686682 1686763 1 82 gi 


in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 


a 
t 


16S 1692894 1692994 1 99 gi 
ain OREX-4 16S ribosomal RNA, partial s 
teria; Firmicutes; Clostridia; Clostrid 
16S 2235993 2236093 1 99 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


r 
Cc 


16S 
i 


2283474 2283555 1 82 
bosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Methylococcales; Methylococc 
16S 2524165 2524257 1 91 gi| 219857361 
S ribosomal RNA, partial sequence 2523668 25251 
Deltaproteobacteria; Desulfobacterales; Desulfobu 
16S 2815736 2815817 1 82 gi| 219856913 
in AL15-21 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Gammaproteobacteria; Pseudo 
16S 2960593 2960674 1 82 gi| 219856816 
mal RNA, partial sequence 2960112 2961625 Colwe 
ria; Alteromonadales; Colwelliaceae; Colwellia. 
16S 2971337 2971418 1 82 gi|219846942 
ain LMG 2274 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Gammaproteobacteria; Pseud 
16S 3027525 3027625 1 99 gi| 219846905 
strain GKNTAUT 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
16S 3042812 3042912 1 99 gi| 219846894 
ribosomal RNA, partial sequence 3042319 30437 
Deltaproteobacteria; Desulfovibrionales; Desulfov 
16S 3575872 3575953 1 82 gi|219846525 
S ribosomal RNA, partial sequence 3575389 35768 
Gammaproteobacteria; Legionellales; Legionellacea 
16S 3586496 3586588 1 91 gi| 219846518 


ribosomal RNA, partial sequence 


acteria; Deltaproteobacteria; Desulfov 


Gammaproteoba 


in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 
Methylococcaceae; 
136172 Bacteria_ 
limnophilus strai 
limnophilus Bacte 


2282981 22844 


219846124 
sequence 
ria; Rhodo 


219846078 
quence 

ia; Oceano 
265679030 
nce 49907 
ibrionales 
265679011 
equence 
cteria; Ps 
265678935 
ence 19135 
occales; M 
265678934 
NA, partia 


265678917 
equence 
Planctomy 


265678880 
artial seq 


II. Incert 
253680763 
quence 

ia; Salini 


219878417 
equence 

ia; Hydrog 
219878412 
equence 

iales; Pep 
219857575 
quence 
eria; Desu 


219857544 


ref 


rs 


bact 


ref 


rs 


spir 
ref 


7; De 
ref 


eudo 
ref 
ethy 


ref 
1 se 


ref 
2 
ceta 


ref 
uenc 


ae Ss 
ref 

1 
spha 
ref 
enop 


ref 


toco 
ref 


lfov 
ref 


acea 
ref 


lbac 
ref 


mona 


ref 
llia 


ref 
omon 
ref 


Pep 
ref 


ibri 
ref 


e; L 


133716 41351 


195136 41965 


51436 


78587 


7 192822 Methy 


17606 21913 


139586 11410 


1686206 16876 


1692386 16939 


2235498 22369 


79 Methylobacter 


53 Desulfotalea 


ce 3027026 30285 


95 Desulfovibrio 


NR_025714.1 
2 
erales; Rho 
NR_025668.1 
7 
illales; Ha 
NR_029338.1 
Desulf 
sulfovibrion 
NR_029319.1 
79994 
monadales; P 
NR_029243.1 
1 
lococcaceae; 
NR_029242.1 
quence 


v 


NR_029225.1 
3 
fo} 


les; Planct 


3 


NR_029186 
e 26918 


edis; Thermo 
NR_028011 


2 
d. 


erales; Sal 
NR_025556.1 
6 
hilales; Hyd 
NR_025551.1 
1 
ccaceae; Des 
NR_025163.1 
7 
ibrionales; 


NR_025132.1 


e; Methyloba 
NR_024949.1 


eae; Desulfo 
NR_024734.1 


2815260 281674 


dales; Pseud 


NR_024635.1 
maris Bacte 


NR_026534.1 


2970861 297232 


adales; Pseu 
NR_026497.1 
3 


tococcaceae; 
NR_026486.1 


onaceae; Des 
NR_026117.1 


egionella. 


ref 


NR_026110.1 


di 


h 


dia; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Methylomonas 
omonas aurantiaca 
Methylomonas. 
Methylobacter 

192873 194334 
Methylococcales; 


Planctomyces 
Planctomyces 
mycetaceae; 


Thermoanaerobacterium 
270620 


anaerobacterium. 
Salinisphaera 

5 Salinisphaera 

nisphaeraceae; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Methylobacter marinus 
marinus Bacteria; 
cter. 

Desulfotalea arctica 


arctica Bacteria; 


talea. 
Pseudomonas 

8 Pseudomonas 

omonadaceae; 


Colwellia maris strain 
ria; Proteobacteria; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 
Legionella feeleii 


54 Legionella feeleii Bacteria; 


Methylomonas fodinarum 


3585997 3587456 Methylomonas fodinarum Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 


136172 Bacteria_16S 
phenolicus strain 
phenolicus Bacter 
136172 Bacteria_16S 


strain Z-7937 16S 
Firmicutes; 


strain BG8 16S ri 
Proteobacteria; 


strain A30 16S ri 
Proteobacteria; 


strain KS 0043 16 
Proteobacteria; B 


136172 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


136172 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


136172 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


136172 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; 


taiwanensis strai 
taiwanensis Bacte 


136172 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


136172 Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hydro 


strain 2 16S ribo 
Proteobacteria; B 


136172 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


136172 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


136172 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


136172 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


136172 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


136172 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


136172 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


136172 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


136172 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


136172 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


136172 Bacteria_16S 


strain DSM 13256, 


Clost 
136172 Bacteria_16S 


G 


G 
136172 Bacteria_16S 


G 
136172 Bacteria_16S 


4078144 4078244 1 

LR7.2 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; Clostridia 
91009 91112 1 102 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
190346 190425 1 80 gi 
bosomal RNA, partial sequence 


99 gi 


196387 196466 1 80 
bosomal RNA, partial sequence 


gi 


307690 307793 1 102 gi 
etaproteobacteria; Burkholderiales; Co: 
498673 498776 1 102 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500225 500328 1 102 gi 


etaproteobacteria; Burkholderiales; Co: 
757293 757396 1 102 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
787940 788043 1 102 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
823118 823221 1 102 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
853339 853442 1 102 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 
943779 943882 1 102 gi 
etaproteobacteria; Burkholderiales; Co: 
945342 945445 1 102 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
1002338 1002441 1 102 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1058626 1058706 1 81 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1146088 1146191 1 102 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1370009 1370112 1 102 gi 


acteria; Alphaproteobacteria; Rhodobac 
1480635 1480738 1 102 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


1612219 1612322 1 102 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1680662 1680742 1 81 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1725051 1725154 1 102 gi 


etaproteobacteria; Burkholderiales; Co: 
1894077 1894180 1 102 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


complete seq 


90540 


189853 19130 
ammaproteobacteria; Methylococcales; M 
136172 Bacteria_16S 
195893 19735 
ammaproteobacteria; Methylococcales; M 


S ribosomal RNA, complete sequence 307188 30872 


6S ribosomal RNA, partial sequence 499730 50125 


787469 78896 


1001834 10033 


1145612 11470 


6S ribosomal RNA, partial sequence 1369567 13709 


6S ribosomal RNA, partial sequence 1724592 17259 


219846167 
uence 

les; Pepto 
265679002 
92000 
ceae; Natr 
265678936 


ref 


cocc 
ref 


onie 
ref 


acea 
ref 


ethylococc 
265678932 


ethylococc 
265678855 


acea 
ref 


mamonadace 
265678719 
ence 49817 
riales; Co 
265678718 


ae; 
ref 


mamo 
ref 


mamonadace 
265678541 
quence 

a; Burkhol 
265678520 


ae; 
ref 


deri 
ref 


iace 
ref 


ciricketts 
265678497 
sequence 
a; Burkhol 
265678477 
quence 
ria; Desul 


deri 
ref 


foba 
265678416|ref 
geno 
ae; 
ref 


mamonadace 
265678415 
nce 94484 
riales; Co 
265678376 


mamo 
ref 
; Az 
ref 


ocyclaceae 
265678338 
quence 

les; Defer 
253680759 


riba 
ref 


alobactera 
228718299 


ceae 
ref 


hodo 
ref 


terales; R 
219878371 
quence 

bacteria; Burk 
219878468 
1 sequence 
ria; Rhodo 


ref 
bact 


219878421 
uence 

i; Thermal 
219878391 |ref 
mamonadace 
219878268 
equence 

a; Desulfo 


ae; 
ref 


vibr 


1916421 1916497 1 77 gi 
16S ribosomal RNA, partial sequence 


4077655 40791 


8 499679 Hydro 


756798 758254 


822620 82416 


852834 85435 


6 946358 Hydro 


1058138 10595 


1480151 14816 


1611794 16132 


1680196 16816 


1893578 18950 


NR_025757.1 
8 
aceae; Crypt 
NR_029310.1 


lla. 
NR_029244.1 


e; Methylomi 
NR_029240.1 


e; Methylomi 
NR_029161.1 


Comamonas. 
NR_029024.1 
g 
nadaceae; Hy 
NR_029023.1 


Hydrogenopha 
NR_028845.1 


ales; Burkho 
NR_028824.1 


ae; Methylop 
NR_028800.1 
1 
ales; Burkho 
NR_028780.1 
7 
cterales; De 
NR_028718.1 
phaga flava 
Hydrogenopha 
NR_028717.1 
g 
nadaceae; Hy’ 
NR_028678.1 


ovibrio. 
NR_028640.1 
7 
cteraceae; D 
NR_028007.1 
; Collimona 
NR_027572.1 
bacteraceae; 
NR_025510.1 
5 


holderiales; 


NR_025607.1 
0 
erales; Rhod 
NR_025560.1 
7 
Thermaceae; 
NR_025530.1 


Comamonas. 
NR_025407.1 
9 
s 


ionales; De 


219878250|ref 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Natroniella acetigena 


Natroniella acetigena Bacteria; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Cupriavidus 
Cupriavidus 

lderiaceae; Cupriavidus. 
Methylophaga alcalica 


2 Methylophaga alcalica Bacteria; 


haga. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Desulforegula 
Desulforegula 
sulfobacteraceae; 


Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
Ss. 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 

Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Loktanella 
8 Loktanella 
obacteraceae; 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


NR_025389.1 


Thermosipho geolei 


1915911 1917433 Thermosipho geolei Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 


136172 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


136172 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


136172 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


136172 Bacteria_16S 


denitrificans str 
denitrificans Bac 


136172 Bacteria_16S 


beliardensis stra 
beliardensis Bact 


136172 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


136172 Bacteria_16S 


palleronii strain 
palleronii Bacter 


136172 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


136172 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


136172 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


136172 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


136172 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


136172 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


136172 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


136172 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


136172 Bacteria_16S 


DSM 11303 16S rib 
Deinococcus-Therm 


136172 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


136172 Bacteria_16S 
A3 16S ribosomal RNA, partial 
tes; 
136172 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


strain IFO 15498 
Proteobacteria; A 


136172 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


136172 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


136172 Bacteria_16S 


1936271 1936374 1 102 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
2104286 2104386 1 99 gi 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
2275835 2275938 1 102 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2352783 2352886 1 102 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2502908 2502984 1 V1 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2531742 2531845 1 102 gi 


en 


nc 
ri 


ue 
ri 


ar 
ri 


etaproteobacteria; Burkholderiales; Bu 
2543209 2543312 1 102 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2646198 2646301 1 102 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
2649203 2649306 1 102 gi 
ribosomal RNA, partial sequence 

etaproteobacteria; Rhodocyclales; 
2652237 2652340 1 102 

ibosomal RNA, partial sequence 

etaproteobacteria; Rhodocyclales; 
2653723 2653826 1 102 

ribosomal RNA, partial sequence 

etaproteobacteria; Rhodocyclales; Rhod 
2749429 2749532 1 102 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


s 


v 


ue 


, 


Rhod 
gi 


Oc 


Rhod 
gi 


Oc 


Oc 


eq 
ed. 


2904636 2904708 8 80 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


ue 
al 


2975949 2976029 1 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3055019 3055122 1 102 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


81 gi 


CL 


1 
er 


3146577 3146657 1 
osomal RNA, partial sequence 
us; Deinococci; Deinococcales; 
3155846 3155961 1 114 
n DSM 6115 16S ribosomal RNA, 
115 Bacteria; Firmicutes; 
3174043 3174123 1 


81 gi 


Deinoco 
gi 
partial 
Clostridia; 
81 gi 
sequence 


Clostridia; Thermoanaerobacterale 
3210487 3210604 1 216. gi 


cc 
se 
cl 


Ss; 


lphaproteobacteria; Sphingomonadales; 
3273992 3274072 1 81 gi 


Sp 


ridia; Clostridiales; 
3374470 3374573 1 


Eubacteriaceae; Eu 


102 gi 


ridia; Halanaerobiales; Halobacteroida 
3551569 3551648 1 80 gi 


ce 


id 
219857549 
22753 
Bu 
219857492 


rk 


219878237 
eq 
ri 


uence 
a; 
iaceae; 


e 
ales; 


nce 
a; 


nce 


uence 
a; 


219856853 


nce 
es; 


219846939 
2975480 29769 
ostridiu 
219846885 
sequence 
Rhod 


ia; 


219846824 
3146120 31475 


aceae; 


219846818 


quence 


3173 


bacteri 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 
Oren 
219846542 


ae; 


Burkh 
219878117 
ce 21038 


Burkh 
219857380 
tial seq 
a; Legio 
219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
holderia 
219857348 
equence 
Burkhold 
219857227 


Rhodocyc 
219857225 
2648722 26501 
yclaceae 
219857223 
2651733 26532 
yclaceae 
219857222 
2653267 26546 
yclaceae 
219857154 


Burkh 


Clos 


ostridia 
219846805 


Thermoa 
219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
hingomon 
219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


ref |NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref |NR_024968.1 
uence 250240 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Anoxynatronum 
atronum sibiricum 


Cupriavidus 
vidus campinensis 
Cupriavidus. 
Comamonas 
7 Comamonas 
monadaceae; 
Legionella 
5 2503874 Legionella 
nellales; Legionellaceae; Legionella. 
ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024936.1| Hydrogenophaga 
2542716 2544225 Hydrogenophaga 
eriales; Comamonadaceae; Hydrogenophaga. 
ref|NR_024855.1| Propionivibrio 
2645713 2647197 Propionivibrio 
lales; Rhodocyclaceae; Propionivibrio. 
ref|NR_024853.1| Azonexus fungiphilus 
96 Azonexus fungiphilus Bacteria; 
; Azonexus. 
ref|NR_024851.1| Azoarcus indigens 
16 Azoarcus indigens Bacteria; 
; Azoarcus. 
ref|NR_024850.1| Azoarcus communis 
16 Azoarcus communis Bacteria; 
; Azoarcus. 
ref |NR_024782.1 
2748935 275045 
olderiales; Coma 


Comamonas. 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


ref |NR_024672.1 
2904128 290561 
tridiales Family 


ref |NR_026531.1| Clostridium ultunense 

25 Clostridium ultunense Bacteria; 

m. 

ref|NR_026477.1 
3054533 305602 

ocyclales; Rhodo 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


ref|NR_026416.1| Deinococcus murrayi 
91 Deinococcus murrayi Bacteria; 
einococcus. 
ref|NR_026410.1 
3155325 315690 
les; Peptococcac 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026373.1 
03 Sphingomonas pruni Bacteria; 
adaceae; Sphingomonas. 
ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 
m. 
ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 
ia. 


D 
Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Sphingomonas pruni 


5 


v 


Uo 


ref|NR_026134.1 


Caloramator indicus 


strain IndiB4 16S ribosomal RNA, partial sequence 3551089 35526 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
136172 Bacteria_16S 3589591 3589694 1 102 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 3590619 Ideonella dechloratans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 


03 Caloramator indicus Bacteria; 


136172 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


136172 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


136172 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


136172 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


136172 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


136172 Bacteria_16S 


strain 513A 16S r 
Spirochaetes; Spi 


136172 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


136172 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


136172 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


136172 Bacteria_16S 


strain FF3 16S ri 
Proteobacteria; A 


136172 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


136172 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


136172 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


136172 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


136172 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


136172 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


A strain ELTDK 10 
Bacteria; Firmicu 


136172 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


136172 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


136172 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


motogales; 
136172 Bacteria_16S 


motogales; 
136172 Bacteria_16S 


teria; Proteobacteria; Alphaproteobact 


3662524 3662606 1 83 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3698868 3698971 1 102 gi 

1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3881250 3881330 1 81 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
xr 


al 
te 


nc 
ib 


qu 
na 


4072028 4072108 1 81 gi 
rain BOR-Y 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 


se 
id 
4188004 4188088 1 


85 gi 


rochaetales; Brachyspiraceae; Brachyspir 
12418 12497 1 80 gi 


219846463 


219846308 


219846171 


219846084 
6S ribosomal RNA, partial sequence 4187537 41889 


265679055 


sequenc 


ria; Alt 
219846437 


e 36983 
rionales 


ence 


erobacte 


quence 
iales; 


a. 


ibosomal RNA, partial sequence 
rochaetales; Brachyspiraceae; Brachysp 
47320 47399 4 83 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
92554 92633 1 80 gi 
ain PAL-1 16S ribosomal RNA, complete 
teria; Deferribacteres; Deferribactera 
104958 105037 1 80 gi 
t8.Bl1 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
146069 146148 1 80 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
165966 166045 1 80 gi 


ir 


nc 
ir 


se 
le 


nc 
S; 


ridia; Clostridiales; Clostridiaceae; 
208830 208909 1 80 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
215041 215120 1 80 gi 
ribosomal RNA, partial sequence 


id 


ribosomal RNA, complete sequence 
Thermotogaceae; Thermotoga. 
313781 313860 1 80 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
328965 329046 1 82 gi 
strain JW/Z-1 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

451145 451224 1 80 
ribosomal RNA, partial sequence 
Thermotogaceae; Petrotoga. 
503309 503388 1 80 gi 
ain R-9477 16S ribosomal RNA, partial 


al 


gi 


504847 504926 1 80 
ribosomal RNA, partial sequence 


gi 


Deferribacteres; 


542877 542956 1 80 gi 


Deferribacteraceae; 


11961 


265679032 


265679001 


265678993 


265678919 
214535 21600 


304028 30558 
265678851 


idiaceae; 
265678841 


tridiales; 


265678753 
450666 45216 


265678716 
sequence 
eria; 


265678715 
504361 50587 
motogales; Thermotogaceae; Thermosipho 
136172 Bacteria_16S 
strain JR 16S ribosomal RNA, partial sequence 
Deferribacterales; 


265678690 
542382 543900 Deferribacter abyssi Bacteria; 
Deferribacter. 


13410 


a. 


e 46828 
illales; 


quence 
s; Defer 


e 10448 


Thermoa 
265678965 
145646 14699 
hodobacter 
265678952 
6S ribosomal RNA, partial sequence 165488 16699 
Clostridiu 
265678923 


20835 
iaceae; 


31331 


sequenc 


Rhod 


ce 


ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_025898.1 

3880766 388228 
rales; Thermoana 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


ref|NR_025761.1| Soehngenia 
4071551 4073044 Soehngenia 
lostridiales Family XI. Incertae Sedis; 


ref|NR_025674.1| Brachyspira pilosicoli 
98 Brachyspira pilosicoli Bacteria; 


ref |NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 


Alcanivorax 
vorax borkumensis 
e; Alcanivorax. 
Geovibrio 
Geovibrio 
eovibrio. 
Thermoanaerobacter 
anaerobacter wiegelii 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_029273.1| Marinovum algicola 
3  Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 
m. 
ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref|NR_029227.1| Halomonas elongata 
2 Halomonas elongata Bacteria; 


ref |NR_029340.1 

48321 Alcani 
Alcanivoracacea 
ref |NR_029309.1 

92051 93594 
ribacteraceae; G 
ref |NR_029301.1 
6 105949 Thermo 


, 


Clostridium sporogenes 
idium sporogenes 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
233171 233250 1 80 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
n 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
259199 259278 1 80 gi| 265678889 |ref|NR_029197.1| Ruegeria 
strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
304541 304620 1 80 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


ref|NR_029157.1| Clostridium botulinum 
5 314767 Clostridium botulinum A 
Clostridium. 

ref|NR_029146.1| Sedimentibacter 

e 328486 329942 Sedimentibacter 
Clostridiales Family XI. Incertae 
ref|NR_029058.1| Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029020.1| Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


ref|NR_028995.1| Deferribacter abyssi 


136172 Bacteria_16S 
strain 173-96 16S 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
136172 Bacteria_16S 
hassiacum strain 


Bacteria; 


136172 Bacteria_16S 
strain SL24 16S ribosomal RNA, partial sequence 
Thermotogales; 
136172 Bacteria_16S 
catecholicum strain NZva20 16S ribosomal RNA, partial s 
catecholicum Bacteria; 
136172 Bacteria_16S 
strain LMG 18819 
Proteobacteria; 
136172 Bacteria_16S 
strain LMG 18106 
Proteobacteria; 
136172 Bacteria_16S 
strain LMG 16407 
Proteobacteria; 
136172 Bacteria_16S 
siderophilus strain SR4 16S ribosomal RNA, partial sequ 
siderophilus Bacteria; 
Thermoanaerobacter. 
136172 Bacteria_16S 
taeniospiralis strain 2K1 16S ribosomal RNA, partial se 
taeniospiralis Bacteria; 
Hydrogenophaga. 
136172 Bacteria_16S 
autotrophica strain OK10 16S ribosomal RNA, partial seq 
autotrophica Bacteria; Proteobacteria; Epsilonproteobac 
Sulfurimonas. 
136172 Bacteria_16S 
strain AAFu3 16S 
Deferribacteres; 
136172 Bacteria_16S 


Thermotogae; 


DSM 
Bacteria; 


col 


DSM 
Thermotogae; 


Phaeobacter. 


136172 Bacteria_16S 
149 16S ribos 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
136172 Bacteria_16S 
antarcticus strai 
Proteob 
136172 Bacteria_16S 
strain B4P 16S ri 
Proteobacteria; 
136172 Bacteria_16S 
strain S2 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Rhodocyclales; 


Och 


Bacteria; 


Proteobacteria; Alphaproteobacteria; 


12563 16S ribosomal RNA, partial sequence 
Spirochaetes; 
136172 Bacteria_16S 

16S ribosomal 
Proteobacteria; 
136172 Bacteria_16S 
4359 16S ribo 


Betaproteobacteria; Nitrosomonadales; N 


B 


559748 559810 17 80 
ribosomal RNA, partial sequence 


gi 


592854 592933 1 80 gi 
W-51 16S ribosomal RNA, partial sequen 


614147 614226 1 80 gi 
Thermotogaceae; 
688405 688484 1 


Petrotoga. 
80 gi 


Proteobacteria; 
892726 892809 1 


Deltaproteobacte 
84 gi 


894261 894344 1 84 gi 


895796 895879 1 84 gi 


905054 905133 1 80 gi 


Firmicutes; Clostridia; Thermoan 


946902 946985 1 84 gi 


Proteobacteria; Betaproteobact 


1054037 1054116 1 80 gi 


1149137 11492161 80 
ribosomal RNA, partial sequence 
Deferribacterales; 


gi 


Deferribacteraceae; 
1177875 1177954 1 80 gi 


Spirochaetales; Brachyspiraceae 
1179396 1179475 1 80 gi 
RNA, partial sequence 
1202116 12021951 80 gi 
Thermotogaceae; 
1271491 1271605 1 


Thermotoga. 
113 gi 


Desulfobacterales; Desulfobacterac 
1313568 1313647 1 80 gi 
16S ribosomal RNA, 


Thermo 
gi 


Thermoanaerobacteraceae; 
1332099 1332178 1 80 
29 Bacteria; Thermotogae; 
1336629 1336708 1 


Thermotogale 
80 gi 


07 Bacteria; Proteobacteria; Alphaprot 


1351938 1352017 1 
omal RNA, partial sequence 


80 gi 


1362403 1362482 1 80 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1424230 1424313 1 84 gi 
bosomal RNA, partial sequence 

etaproteobacteria; Rhodocyclales; 
1438173 1438256 1 84 


Rhod 


559287 56077 
Acetobacterace 
ref 
592408 593892 Novosphingobium hassiacum 
Sphingomonadales; ngomonadaceae; Novosphingobium. 


613678 61515 


16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Bu 


16S ribosomal RNA, partial sequence 893783 89526 
Betaproteobacteria; Burkholderiales; Bu 


16S ribosomal RNA, partial sequence 895318 89680 
Betaproteobacteria; Burkholderiales; Bu 


1148654 11501 


1177428 11788 
; Brachyspira. 
ref 
1178919 1180416 Nitrosomo 
itrosomonadace 
ref 
somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotogales; 
136172 Bacteria_16S 
2077 16S ribosomal RNA partial sequence 
Deltaproteobacteria; 
136172 Bacteria_16S 
brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; 
Thermoanaerobacterales; 
136172 Bacteria_16S 

melanesiensis strain BI429 16S ribosomal RNA, partial s 
melanesiensis BI4 
136172 Bacteria_16S 
gallaeciensis strain BS107 16S ribosomal RNA, partial s 
gallaeciensis BS1 


1271016 1272493 Desul 
Desulfone 
ref 
partial sequen 
Firmicutes; 
anaerobacter. 
ref Pa 
1331586 133309 
Thermotogac 
ref 


1351515 1352883 Roseo 
hodobacteracea 
ref 
1361976 1363364 Octade 
terales; Rhodo 
ref 


1423741 1425251 Thauera phenylacetica Bacteria; 


265678679 


265678657 
ce 


265678642 


265678590 
equence 
ria; 

265678449 


265678448 


265678441 


265678414 
quence 
eria; 


265678341 
uence 
253680757 
Geovibrio. 
228718030 
228717704 


228715358 


219846399 


eae; 
228718892 


228721494 
equence 
S; 
228721486 
equence 
eobacteria; 


228720499 
228719132 
nce 
224581442 


ocyclaceae; 
224581429 


gi 


Rhod 


ocyclaceae; 


ref 
1 Roseomonas rosea Bacteria; 
Roseomonas. 


Sphi 
ref 
2 Petrotoga olearia Bacteria; 


ref 


NR_028984.1 
ae; 
NR_028962.1 


NR_028947.1 


NR_028895.1 


687908 689408 


Desulfoba 
ref 
2 Pandoraea sputorum Bacteria; 
rkholderiaceae 
ref 
7 Pandoraea pulmonicola Bacteria; 


ref 
ence 904558 906118 Thermoanaerobacter 
aerobacterales; Thermoanaerobacteraceae; 
ref 
946409 947922 


Burkhold Comamonadaceae; 


ref 
1053566 105500 
teria; Campylo 


ref 
27 Geovibrio thiophilus Bacteria; 


ref 
68 Brachyspira murdochii DSM 12563 


ref 
fone 


cterales; 
NR_028751.1 


; Pandoraea. 
NR_028750.1 


NR_028743.1 


NR_028716.1 
eriales; 
NR_028643.1 
bacterales; 


NR_028005.1 


NR_027570.1 


NR_027566.1 
nas eutropha 
ae; 
NR_027530.1 
a neapolitan 


NR_025990.1 
ma magnum Ba 
ma. 
NR_027577.1 
ce 131309 


NR_027617.1 


eae; Thermos 
NR_027609.1 


1336206 133758 


Rh 


ref 
bact 


Th 


ref 


odobacterale 


NR_027593.1 
er litoralis 
e; Roseobact 
NR_027580.1 


bacteraceae; 
NR_027224.1 


auera. 


Th 


NR_027211.1 


auera. 


Clostridia; 


Roseomonas rosea 


Novosphingobium 


Petrotoga olearia 


Desulfobacterium 
Desulfobacterium 


Desulfobulbaceae. 


Pandoraea sputorum 


Pandoraea pulmonicola 


rkholderiaceae; Pandoraea. 
265678447|ref|NR_028749.1| Pandoraea apista 

2 Pandoraea apista Bacteria; 
rkholderiaceae; Pandoraea. 


Thermoanaerobacter 


Hydrogenophaga 
Hydrogenophaga 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Geovibrio thiophilus 


Brachyspira murdochii 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Thermoanaerobacter 
4 1314606 


Thermosipho 
7 Thermosipho 
ipho. 
Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 

Thauera phenylacetica 


Thauera aminoaromatica 


1437684 1439179 Thauera aminoaromatica Bacteria; 


136172 Bacteria_ 


strain SW32 16S 
Proteobacteria; 


136172 Bacteria_ 


brockii subsp. 


Thermoanaerobacte 
136172 Bacteria_ 
strain R-8904 16S 


Proteobacteria; 


136172 Bacteria_ 


strain SL25 16S 
Thermotogae; 


136172 Bacteria_ 


strain DSM 5651 
Proteobacteria; 


136172 Bacteria_ 
strain T9 16S rib 


Proteobacteria; 


136172 Bacteria_ 
submarinus strain 
Proteob 


Bacteria; 


136172 Bacteria_ 
taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 
136172 Bacteria_ 
acetigenes strain 
Firmicu 
Sporanaerobacter. 
136172 Bacteria_ 
mediterraneus str 
mediterraneus Bac 


Bacteria; 


Desulfobulbus. 


136172 Bacteria_ 
buryatense strain 
Proteob 


Bacteria; 


136172 Bacteria_ 
quisquiliarum str 
quisquiliarum Bac 


Methylosarcina. 


136172 Bacteria_ 


strain AML-C10 1 
Proteobacteria; 


136172 Bacteria_ 


kellyi strain BI 
Bacteria; 


136172 Bacteria_ 
peptonophila stra 


peptonophila Bac 


136172 Bacteria_ 


strain 3CB-1 16S 
Proteobacteria; 


136172 Bacteria_ 


strain Z 16S rib 
Clostridia; Clos 


136172 Bacteria_ 


strain CVL 16S r 
Proteobacteria; 


136172 Bacteria_ 


strain SHK-1 16S 
Proteobacteria; 


136172 Bacteria_ 


lithotrophicum s 
lithotrophicum B 


136172 Bacteria_ 


strain SIR-1 16S 
Proteobacteria; 


136172 Bacteria_ 


strain AP3 16S r 


Ther 


Proteob 


16S 
xr 


1483639 1483718 1 80 
ibosomal RNA, partial sequence 


gi| 219857506 
1483159 14846 


Alphaproteobacteria; Rhodobacterales; Rhodobacter 
16S 1813036 18131151 80 gi| 219878327 
ribosomal RNA, partial sequence 1812567 18140 
motogales; Thermotogaceae; Petrotoga. 
16S 1895655 1895769 1 113 gi| 219878267 
16S ribosomal RNA, partial sequence 1895145 18966 
Deltaproteobacteria; Desulfobacterales; Desulfoba 
16S 2085994 2086073 4 83 gi| 219878132 
osomal RNA, partial sequence 2085504 20870 
Gammaproteobacteria; Oceanospirillales; Alcanivor 
16S 2102737 2102816 1 80 gi| 219878118 
6N 16S ribosomal RNA, partial sequence 21022 
acteria; Deltaproteobacteria; Desulfovibrionales 
16S 2155568 2155647 1 80 gi|219857631 
n LS-293 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Rubrobacteridae; Rubrobacte 
Rubrobacter. 
16S 2254240 2254319 1 80 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


219857563 
ence 22537 
idiales Fa 


16S 2255831 2255910 1 80 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


219857562 
equence 
eria; Desu 
16S 2277388 2277467 1 80 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
16S 2412182 2412261 1 80 gi 
ain AML-D4 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


219857548 
e 22768 
occales; M 
219857452 
sequence 

eria; Meth 
16S 2413748 2413827 1 80 gi|219857451 
6S ribosomal RNA, partial sequence 2413261 24147 
Gammaproteobacteria; Methylococcales; Methylococc 
16S 2424541 2424620 1 80 gi|219857442 
I-1 16S ribosomal RNA, partial sequence 24240 
acteria; Gammaproteobacteria; Chromatiales; Halo 
16S 2451729 2451808 1 80 gi| 219857418 
in KCTC 9740 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Thermoactinomyceta 
16S 2498305 2498388 1 84 gi| 219857384 
ribosomal RNA, partial sequence 2497830 24993 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
16S 2515070 2515149 1 80 gi| 219857367 
osomal RNA, partial sequence 2514611 2516064 Calor 
tridiales; Clostridiaceae; Caloramator. 


16S 2613978 2614057 1 80 gi| 219857256 |ref|NR_024887.1 
ibosomal RNA, partial sequence 2613469 2615009 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
16S 2713524 2713603 1 80 gi|219857179|ref|NR_024807.1 
ribosomal RNA, partial sequence 2713036 27145 
Deltaproteobacteria; Myxococcales; Enhygromyxa. 
16S 2721163 2721242 1 80 gi|219857174|ref|NR_024802.1 
train 42BKT 16S ribosomal RNA, partial sequence 2720705 272211 
acteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 
16S 2730354 2730433 1 80 gi|219857167|ref|NR_024795.1 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis 
Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae 
16S 2779696 2779775 1 80 gi|219857130|ref|NR_024758.1 


ibosomal RNA, partial sequence 


acea 


59 Desulfococcus 
cter 


11 2103776 Desulf 


, 


rale 


47 2255269S 
mily 


1lfob 


93 2278392 Methy 
ethy 


yloc 


42 2425535 Halot 
thio 


ceae 


’ 


amat 


ref |NR_025094.1 


e; Loktanell 


ref |NR_025466.1 


ref|NR_025406.1 
aceae; Desul 
ref|NR_025271.1 
eae; Alcaniv 
NR_025257.1 


ref 


sulfohalobia 
NR_025220.1 
155131 215660 
s; Rubrobact 


De 
ref 
2 


ref|NR_025151.1 
poran 
certa 


XI. In 


acteral 


ref|NR_025136.1 
lococcaceae 
ref|NR_025040.1 
2411699 241321 
occales; Met 
ref|NR_025039.1 
e; Methylosa 
NR_025030.1 
h 
, 


ref 


bacillaceae 
ref|NR_025006.1 
2451243 245274 

; Seinonella 
NR_024972.1 


ref 


Th 
ref 


auera. 
NR_024955.1 
or coolhaasi 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 
16S 1506065 1506144 1 80 gi|219846365|ref|NR_025956.1| Thermoanerobacter 
lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacteraceae; Thermoanaerobacter. 
16S 1711269 1711348 1 80 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 
ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 


a. 
Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
acac 


orax. 

Desulfonauticus 

onauticus submarinus 

ceae; Desulfonauticus. 
Rubrobacter 

6 Rubrobacter 

erineae; 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Methylomicrobium 

omicrobium buryatense 
Methylomicrobium. 
Methylosarcina 

0 Methylosarcina 

hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
acea 


rcina. 

Halothiobacillus 

iobacillus kellyi 
Halothiobacillus. 
Seinonella 

3 Seinonella 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Sulfurovum 
0 Sulfurovum 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Thiothrix eikelboomii 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 


2779259 2780679 Thiothrix eikelboomii Bacteria; 


136172 Bacteria_16S 2827855 2827934 1 
strain IHB1 16S ribosomal RNA, partial 
Thermotogae; 
136172 Bacteria_16S 3059571 3059654 1 
strain AX39 16S ribosomal RNA, partial 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


136172 Bacteria_16S 3061112 3061195 1 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


mechernichensis Bacteria; 
136172 Bacteria_16S 3080523 3080606 1 
propionica strain 
Bacteria; 


136172 Bacteria_16S 3083654 3083733 1 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
Clostridia; 


sulfurophilus Bacteria; 
Thermoanaerobacter. 
136172 Bacteria_16S 3130152 3130227 6 
salinarius strain SG3903 
salinarius Bacteria; Firmicutes; 
136172 Bacteria_16S 3134513 3134592 1 
strain A901/1 16S 
Proteobacteria; Alphaproteobacteria; 
136172 Bacteria_16S 
pontiacus ChLG-10 16S ribosomal 
Bacteria; Proteobacteria; 
136172 Bacteria_16S 3154258 31543371 
orientis strain DSM 765 
Bacteria; Firmicutes; 
136172 Bacteria_16S 


Firmicutes; 


3143588 3143667 1 


Clostridia; 
3161915 3161994 1 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; 


Antarctobacter. 
136172 Bacteria_16S 


3163376 3163455 1 


strain Ekho Lake-172 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


136172 Bacteria_16S 3221126 3221209 1 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthi 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


136172 Bacteria_16S 3222645 3222728 1 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; 


Janthinobacterium. 

136172 Bacteria_16S 
strain DSM 10022 
Firmicutes; Clostridia; Clostridiales; 
136172 Bacteria_16S 3237886 3237965 1 
glycolicus strain 
glycolicus Bacteria; 
Desulfofustis. 
136172 Bacteria_16S 
strain ATCC 49336 


3230121 3230200 1 


Proteobacteria; 


3386699 3386778 1 


Proteobacteria; 


Clostridia; 


80 
sequence 


Thermotogales; Thermotogaceae; Thermosipho. 


84 
sequence 


84 


84 


U-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 


80 


81 


80 


ribosomal RNA, partial sequence 


80 


RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae 


80 


Clostridiales; 


80 


80 


84 


84 


80 


16S ribosomal RNA, partial sequence 3229651 32311 


80 


PerGlyS 16S ribosomal RNA, complete sequence 
Deltaproteobacteria; 


80 


16S ribosomal RNA, partial sequence 


Halanaerobiales; 


Peptococcaceae; 


219856905 | ref 


gi 


NR_024726.1 


Thermosipho japonicus 


2827347 2828849 Thermosipho japonicus Bacteria; 


219846882 |ref 


gi 


NR_026474.1 


Thauera selenatis 


3059104 3060594 Thauera selenatis Bacteria; 


Thauera. 
gi|219846881|ref|NR_026473.1| Thauera 
3060645 3062135 Thauera 
Rhodocyclales; Rhodocyclaceae; Thauera. 
gi|219846868|ref|NR_026460.1| Desulfurella 
3080033 3081558 Desulfurella propionica 
Desulfurella. 
gi|219846866|ref|NR_026458.1| Thermoanaerobacter 


Thermoanaerobacterales; 


219846835 |ref 


gi 


16S ribosomal RNA, partial sequence 3129667 313104 
Halobacteroidaceae; 


219846832 |ref 


gi 


3083185 308466 
Thermoanaerobacteraceae; 


NR_026427.1 


NR_026424.1 


6 Thermoanaerobacter 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Paracoccus alkenifer 


3134094 3135501 Paracoccus alkenifer Bacteria; 


Rhodobacterales; Rhodobacteraceae; 


219846826 |ref 


gi 


gi|219846819|ref 


16S ribosomal RNA, partial sequence 3153764 3155274 Desulf 
Desulfosporosinu 


219846814 |ref 


gi 


w 


219846813 |ref 


gi 


219846773 |ref 


gi 


219846772 
sequence 
Burkhol 


gi ref 


219846767 |ref 


gi 


219846762 |ref 


gi 


219846658 |ref 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadacea 


136172 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
136172 Bacteria_16S 


3653320 3653399 1 


Firmicutes; 
3682291 3682370 1 


arcticus strain 238 16S ribosomal RNA, partial sequence 


Bacteria; 
136172 Bacteria_16S 
halophilus strain 


3718342 37184211 


Halothiobacillus. 
136172 Bacteria_16S 
gabonensis strain 


3767443 3767514 9 


Desulfovibrio. 
136172 Bacteria_16S 
strain S51-W 16S 


3796084 3796165 1 


136172 Bacteria_16S 3815902 3815981 1 


hydrothermalis strain R3 16S ribosomal RNA, partial sequence 


80 


SEBR 3139 16S ribosomal RNA, partial 
Clostridia; 


80 


80 


DSM 6132 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


80 


SEBR 2840 16S ribosomal RNA, partial 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; 


82 


ribosomal RNA, partial sequence 


80 


Clostridiales; 


219846469 
sequence 

Peptococc 
219846449 |ref 


gi ref 


gi 


219846424 |ref 


gi 
Chromatiale 


219846386 
sequence 
Desulfovibr 


gi ref 


219846366|ref 


gi 


3143169 3144565 Sulfit 


161511 316291 
Rhodobacterales; 


3162961 3164378 Roseov 


Oxalobacteraceae; 


3222170 322363 


30 Peptoniphilus 
Clostridiales Family XI. Incertae Sedis; P 


3237371 323891 
Desulfobacterales; 

3386219 3387691 Halomo 
3652827 365435 
3681864 3683252 perade 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 


3717841 371934 


3766971 376838 


Paracoccu 
NR_026418.1 


NR_026411.1 


NR_026406.1 
Rhod 
NR_026405.1 
Roseovari 
NR_026365.1 
NR_026364.1 
deriales; Ox 


NR_026359.1 


NR_026354.1 
Desu 
NR_026250.1 


e; Halomonas 
NR_026061.1 


aceae; Desul 
NR_026040.1 


bacteraceae 
NR_026015.1 


s; Halothiob 
NR_025977.1 
ionales; Des 


NR_025957.1 


s. 

Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Desulfosporosinus 
osporosinus orientis 
Ss. 

Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 

arius tolerans Bacteria; 

us. 

Janthinobacterium 

nobacterium lividum 

Janthinobacterium. 
Janthinobacterium 

8 Janthinobacterium 

alobacteraceae; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 

Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Desulfovibrio 
7 Desulfovibrio 


ulfovibrionaceae; 


Colwellia rossensis 


3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


219846352 |ref 


gi 


Colwellia. 


NR_025943.1 


Halothiobacillus 


3815400 3816903 Halothiobacillus 


hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 


Halothiobacillus. 


136172 Bacteria_16S 
strain ATCC 29543 
Bacteria; 
136172 Bacteria_16S 
brockii subsp. 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
136172 Bacteria_16S 


3817423 3817502 1 


3882822 3882901 1 


3962805 3962888 1 


strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


136172 Bacteria_16S 3971660 3971743 1 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


denitrificans Bacteria; 
136172 Bacteria_16S 
strain IAM 12670 
Proteobacteria; 
136172 Bacteria_16S 
strain SRL4225 16 
Proteobacteria; 
136172 Bacteria_16S 


Proteobacteria; 
3973161 39732441 


4064538 4064617 1 


4122021 41221001 


succinatimandens strain 4BON 16S ribosomal RNA, partial 


succinatimandens Bacteria; 
Petrobacter. 
136172 Bacteria_16S 


Proteobacteria; 


194878 194960 1 


capsulatus strain Texas 16S ribosomal RNA, partial sequence 19438 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 


136172 Bacteria_16S 
strain P 1-22-1 1 
Proteobacteria; 
136172 Bacteria_16S 
pyrrocinia strain 
Bacteria; 
Burkholderia cepacia complex. 

136172 Bacteria_16S 241046 241128 1 


237911 237993 1 


239460 239542 1 


strain 717 16S ribosomal RNA, partial sequence 


Proteobacteria; 
complex. 


136172 Bacteria_16S 245644 245726 1 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 


136172 Bacteria_16S 481672 481769 7 


australiensis strain Ben 117 16S ribosomal RNA, partial 


australiensis Bacteria; 
Quatrionicoccus. 
136172 Bacteria_16S 
mexicanus strain 
Bacteria; 
136172 Bacteria_16S 


Proteobacteria; 


858035 858117 1 


1009820 1009902 1 


strain OK-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


Proteobacteria; 
136172 Bacteria_16S 
insulare strain K 
Bacteria; 
136172 Bacteria_16S 


1051109 1051191 1 


1075077 1075159 1 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiaceae; Rhodococcus. 

136172 Bacteria_16S 1196055 11961211 
acetiphilus DSM 1 
12809 Bacteria; Deferribacteres; 
136172 Bacteria_16S 1359401 1359483 1 
thailandensis strain E264 16S ribosomal RNA, 
thailandensis E264 Bacteria; Proteobacteria; 
Burkholderia; pseudomallei group. 

136172 Bacteria_16S 1394039 13941171 


strain TMO 16S ribosomal RNA, partial sequence 


Thermotogae; Thermotogales; Thermotogaceae; 
136172 Bacteria_16S 1472889 1472971 1 
AMMD 16S ribosomal RNA, partial sequence 


complex. 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Betaproteobacteria; Burkholderiales; Comamonadaceae; 


16S ribosomal RNA, partial sequence 3972687 39741 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae 


S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales; 


6S ribosomal RNA, partial sequence 237457 23896 
Betaproteobacteria; Burkholderiales; Burkholderiaceae 


2327 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Betaproteobacteria; Burkholderiales; Burkholderiaceae 


Lupl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


2809 16S ribosomal RNA, partial sequence 
Deferribacterales; 


Thermotoga. 


80 219846351 


38169 


gi ref 


80 gi|219846307|ref 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 
finnii Bacteria; 
Thermoanaerobacteraceae; 


Firmicutes; 
Thermoanaerobacter. 
gi|219846250|ref 
3962329 39637 


84 


84 gi| 219846244 |ref 


84 gi| 219846243 |ref 


80 gi|219846176 


4064043 40655 


ref 


80 219846135 


sequence 


ref 
4 


gi 


Betaproteobacteria; Rhodocyclales; Rho 
83 gi|265678933|ref|NR_029241.1 
5 195842 Methyl 
Methylococcaceae; 
83 gi| 265678903 |ref|NR_029211.1 
6 Burkholderia 
; Burkholder 
83 gi| 265678902 |ref|NR_029210.1 


23901 


83 gi| 265678901 


240595 24207 


ref 


83 gi| 265678898 | ref 


102 gi|265678730|ref 


sequence 481171 482647 
Betaproteobacteria; Rhodocyclales; Rhodoc 
83 gi| 265678473 |ref|NR_028776.1 
857526 859025 Desulf 

Desulfovibrion 

83 gi|265678371|ref|NR_028673.1 


1009316 10108 
Shewanellaceae; 


83 265678343 /ref 


gi 


1050631 1052062 Marino 
Marinospirillum 

83 gi| 265678327 |ref|NR_028629.1 
1074605 107593 

Coryne 

67 gi|228715574|ref|NR_027535.1 
1195565 1197080 Denitr 
Deferribacteraceae; Denitrovi 

83 gi|228720024|ref|NR_027587.1 
partial sequence 1358923 136041 
Betaproteobacteria; Burkholderiales; 
79 gi| 228715897 |ref|NR_027542.1 


1393543 13950 


83 224581402 |ref 


gi 


54 3818434 Woline 
Helicobacteraceae; 


3971185 39726 
Burkholderiales; 


18 Desulfovibrio 
Desulfovibrionaceae; 


121524 41230 


7 240544 Burkho 
Burkholderiaceae; 


2 Burkholderia 
; Burkholder 


245166 24664 
Actinomycetales; 


NR_025942.1 


NR_025897.1 
388233 


Clostridia; 


NR_025840.1 


NR_025834.1 
3 
Coma: 
NR_025833.1 


NR_025766.1 
Des 


NR_025725.1 
5 


NR_029209.1 


NR_029206.1 
6 
Coryneba 


NR_029035.1 


Shewanella. 
NR_028645.1 


Wolinella succinogenes 
lla succinogenes 
Wolinella. 

Thermoanaerobacter 
8 3883860 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 
Rhodoferax. 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 
; Duganella. 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Petrobacter 
2 Petrobacter 
docyclaceae; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 
Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Rhodococcus 
Rhodococcus 
cterineae; Nocardiaceae; 


Quatrionicoccus 
Quatrionicoccus 
yclaceae; 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Shewanella algae 


53 Shewanella algae Bacteria; 


Marinospirillum 
spirillum insulare 
Rhodococcus 
5 Rhodococcus 
bacterineae; 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 

Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Burkholderia ambifaria 


NR_024882.1 


1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 


136172 Bacteria_ 


cenocepacia strai 
cenocepacia Bacte 
Bur 


Burkholderia; 
136172 Bacteria_ 
strain ME102 16S 
Proteobacteria; 

136172 Bacteria_ 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteob 
136172 Bacteria_16S 


Bacteria; 


strain 47Lol 16S 
Proteobacteria; 


strain KMM 3582 1 
Proteobacteria; 


Nocardiaceae; 


Bacteria; 


Bacteria; 


Bacteria; 


6a3 16S ribosomal 


Betaproteobacteri 
136172 Bacteria_16S 


strain SM2-1 16S 
Proteobacteria; 


Shewanella. 


136172 Bacteria_16S 
baikonurensis str 


baikonurensis Bac 
Nocardiaceae; 


toyohensis strain 
TOBE Bacteria; Fi 


136172 Bacteria_16S 


strain IFO 16295 


minutulum strain 
minutulum Bacteri 


136172 Bacteria_16S 


strain IFO 13613 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 
136172 Bacteria_16S 3074408 3074490 1 83 gi|219846872|ref|NR_026464.1 
limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferrib 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferr 
136172 Bacteria_16S 3136047 3136129 1 83 gi|219846831|ref|NR_026423.1 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 313703 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Des 
Desulfocapsa. 

136172 Bacteria_16S 3267830 3267912 1 83 gi|219846742|ref|NR_026334.1 


strain L2 16S rib 


G 


B 
136172 Bacteria_16S 


G 
136172 Bacteria_16S 
maanshanensis str 
maanshanensis Bac 
Rho 
136172 Bacteria_16S 
hongkongensis str 
hongkongensis Bac 
136172 Bacteria_16S 
lutaoensis strain 
Proteob 
136172 Bacteria_16S 
alkaliphilum stra 
Firmicu 
136172 Bacteria_16S 
halotolerans stra 
Firmicu 
136172 Bacteria_16S 


G 
136172 Bacteria_16S 
schlegeliana stra 
schlegeliana Bact 
136172 Bacteria_16S 
marinintestina st 
marinintestina Ba 


Rho 
136172 Bacteria_16S 


16S 1533393 1533475 1 83 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

16S 1861763 1861845 1 83 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
16S 1904492 19045951 102 gi 


gi 


acteria; Gammaproteobacteria; Chromati 
2069065 2069147 1 83 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2189039 21891211 83 gi 


ammaproteobacteria; Alteromonadales; S 
2195061 2195143 1 83 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2229880 2229962 1 83 gi 
ain HKU1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Betaproteobacte 
2302906 2302988 1 83 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2527153 2527234 1 82 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2627836 2627918 1 83 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2650706 2650788 1 83 gi 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2733375 2733457 1 83 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2734865 2734947 1 83 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2736355 2736437 1 83 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


2746597 2746679 1 83 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2755480 2755562 1 83 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2770523 2770605 1 83 gi 


2927496 2927578 1 83 gi 
ATCC 19193 16S ribosomal RNA, partial 

a; Proteobacteria; Gammaproteobacteria 
2928972 2929038 1 67 gi 


a; 


al 


Oc 


he 


qu 
e; 


qu 


ri 


en 
na 


ne 
oc 


ne 
ac 


2732909 27 
hewanel 


qu 
rd: 


eq 
te 


eq 
e; 


ne 
er 


ne 


se 


, 


osomal RNA, partial sequence 


219857425 
sequence 


219878293 


1861284 18627 
leiphila 


(e) 
219878260 

19040 
es; 
219878144 


2068593 20700 
yclaceae 


219857606 


6S ribosomal RNA, partial sequence 2188558 21900 
wanellac 


219857602 
ence 


219857579 
ence 

a; 
219857528 
ce 23024 
dales; 
219857359 
e 25266 
caceae; 
219857246 
e 26273 
illus. 
219857224 


2650247 2651682 Azosp 
pi 


ra. 
219857165 
343 
lac 
219857164 
ence 

a; Al 
219857163 
uence 
ria; 


219857156 
uence 
Acti 


219857149 
e 27549 
ales; Th 
219857137 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
136172 Bacteria_16S 


bacterin 
219856838 
quence 
Oceanosp 
219856837 


16S ribosomal RNA, partial sequence 2928528 29299 


Burkhol 


Chro: 


Actinomycet 


Neiss 


Alter 


ter 


Alt 


nomycet 


ref|NR_025013.1 
1532915 153432 
deriales; Burkho 


ref|NR_025432.1 


ceae; Oleiphilus 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025283.1 
; Th 
ref 


auera. 
NR_025195.1 


Shewanella. 
NR_025190.1 
194621 219603 
ales; Coryne 


eae; 
ref 


is) 


ref|NR_025167.1 

2229404 223086 
eriales; Neisser 
ref|NR_025116.1 
04 2303932 Marino 
omonadaceae; 
ref |NR_024947.1 
73 2528174 Desulf 
Desulfotomaculu 
ref |NR_024876.1 
22 2628862 Gracil 


ref 
ira 


NR_024852.1 
oryzae Bacte 


ref |NR_024793.1 


eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; Shew 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref|NR_024784.1 
2746146 274749 
ales; Coryne 


ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024765.1 


eae; Nocardiacea 
ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref|NR_024656.1 
56 Terasakiella 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Marinobacter 
bacter lutaoensis 
Marinobacter. 
Desulfotomaculum 
otomaculum alkaliphilum 


m. 


Gracilibacillus 
ibacillus halotolerans 


Azospira oryzae strain 
ria; Proteobacteria; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
anellaceae; 

Shewanella 
8 Shewanella 
ewanellaceae; 


Shewanella. 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Marinospirillum 

7 Marinospirillum 
ospirillum. 
Terasakiella pusilla 


pusilla Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 
Desulfocapsa 

3 Desulfocapsa 
ulfobulbaceae; 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Legionella lytica 


3267345 3268825 Legionella lytica Bacteria; 


136172 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; 


strain DSM 9442 1 
Thermotogae; Ther 


136172 Bacteria_16S 


strain DSM 4954 1 


136172 Bacteria_16S 


marinonascens str 
marinonascens Bac 


Nocardiaceae; Rho 


136172 Bacteria_16S 


strain DSM 50071 


Bacteria; Proteob 


136172 Bacteria_16S 


szegediense strai 


Bacteria; Proteob 


136172 Bacteria_16S 


strain VKM-14L 16 


Proteobacteria; G 


G 
136172 Bacteria_16S 


3428774 3428856 1 83 gi|219846625|ref|NR_026217.1| Shewanella benthica 
16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

3451046 3451124 1 79 gi|219846609|ref|NR_026201.1| Thermotoga elfii 
6S ribosomal RNA, partial sequence 3450571 3452089 Thermotoga elfii Bacteria; 
motogales; Thermotogaceae; Thermotoga. 

3475435 3475517 1 83 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 
6S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

3476962 3477044 1 83 gi| 219846591 |ref|NR_026183.1| Rhodococcus 
ain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
dococcus. 

3628879 3628945 1 67 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

3648706 3648788 1 83 gi|219846472|ref|NR_026064.1| Methylocaldum 
n OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

3650245 3650327 1 83 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
ammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

3651786 3651868 1 83 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 


136172 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


136172 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


136172 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


136172 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


136172 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


136172 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


136172 Bacteria_16S 


strain DSS12 16S 


Proteobacteria; G 


136172 Bacteria_16S 


strain SW-117 16S 
Proteobacteria; G 


136172 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


136172 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


136172 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


136172 Bacteria_16S 


strain KB740 16S 


Proteobacteria; B 


136172 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


136172 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3657906 3657988 1 83 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3677802 3677868 1 67 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3778071 3778149 1 79 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
3887532 3887647 1 114 gi 
n Gottingen 1488-6 16S ribosomal RNA, 

ria; Proteobacteria; Betaproteobacteri 
3933304 3933378 6 80 gi 
ibosomal RNA, partial sequence 
rochaetales; 
3950789 3950871 1 83 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
4029790 4029872 1 83 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
4059947 4060029 1 83 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
4178864 4178946 1 83 gi 


gi 


s 
gi 


ammaproteobacteria; Alteromonadales; S 
64090 64171 1 82 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
156784 156865 1 82 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
234693 234774 1 82 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
256176 256257 1 82 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


3651286 36527 


3777587 37790 


3932829 39341 
Spirochaetaceae; Borrelia. 


3950287 39517 


4029306 40308 


6S ribosomal RNA, partial sequence 4178357 41798 


156293 15781 


234235 23583 


136172 Bacteria_16S 


266677 266758 1 


82 


gi 


strain OXB 16S ri 
Proteobacteria; B 


136172 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
289323 289404 1 82 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 


136172 Bacteria_16S 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 


390976 391057 1 82 gi 


266185 26767 


ethylococc 
219846466 
sequence 
ria; Alter 
219846452 
uence 
es; Deferr 
219846378 


219846304 
partial se 
a; Neisser 
219846271 


219846258 


hewanellac 
219846203 


hewanellac 
219846180 
al sequenc 
ria; Burkh 
219846094 


hewanellac 
265679021 
ence 63592 
riales; Ox 
265678958 


ocyclaceae 
265678905 


rkholderia 
265678891 
ence 25570 
riales; Bu 
265678882 


alobactera 

265678867 
28882 

caligenace 


76 Methylocaldum 
aceae; Methyloca 
ref|NR_026058.1 

3657404 365891 
omonadales; She 
ref|NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_025969.1 


ref 

quen 

iale 
ref 


NR_025894.1 
ce 388702 
s; Neisseria 
NR_025861.1 


ref |NR_025848.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


eae; Shewanella. 
ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref |NR_025684.1 


eae; Shewanella 
ref|NR_029329.1 

65117 Herbas 
alobacteraceae; 
ref|NR_029266.1 


; Azoarcus. 
ref|NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref|NR_029199.1 


wanellaceae; 


tepidum Bacteria; 
ldum. 
Shewanella 
0 Shewanella 
Shewanella. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Burkholderia graminis 


graminis Bacteria; 


ia. 
Burkholderia 


3 257168 Burkho 
rkholderiaceae; 


lderia xenovorans 
Burkholderia. 


265678794 
39048 


ref|NR_029188.1| Oxalobacter formigenes 
2 Oxalobacter formigenes Bacteria; 
ceae; Oxalobacter. 

ref|NR_029173.1| Bordetella holmesii 

4 290348 Bordetella holmesii Bacteria; 
ae; Bordetella. 

ref|NR_029099.1| Chitinimonas 


2 392023 Chitinimonas taiwanensis 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 


136172 Bacteria_16S 483168 483245 1 78 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
136172 Bacteria_16S 529198 529275 1 78 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

136172 Bacteria_16S 738447 738528 1 82 gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

136172 Bacteria_16S 926865 926957 1 91 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

136172 Bacteria_16S 948468 948549 1 82 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

136172 Bacteria_16S 950029 950110 1 82 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

136172 Bacteria_16S 951588 951669 1 82 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

136172 Bacteria_16S 953139 953220 1 82 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

136172 Bacteria_16S 1035742 1035823 1 82 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

136172 Bacteria_16S 1037283 1037364 1 82 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

136172 Bacteria_16S 1150565 1150630 4 69 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
136172 Bacteria_16S 1171824 1171901 1 78 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 

136172 Bacteria_16S 1182434 1182534 1 99 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
136172 Bacteria_16S 1192953 1193034 1 82 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

136172 Bacteria_16S 1283276 1283357 1 82 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

136172 Bacteria_16S 1368486 1368563 1 78 gi|228718692|ref|NR_027575.1| Desulfovibrio 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
136172 Bacteria_16S 1377638 1377719 1 82 gi|228717562|ref|NR_027564.1| Teredinibacter 
turnerae strain T7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredinibacter turnerae T7901 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 
Teredinibacter. 

136172 Bacteria_16S 1386627 1386708 1 82 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 


strain STM815 16S 
Bacteria; Proteob 


136172 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


136172 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


136172 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


136172 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


136172 Bacteria_16S 


ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1456424 1456505 1 82 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1465410 1465491 1 82 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1471499 1471580 1 82 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1551586 1551667 1 82 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1622854 1622935 1 82 gi 


1386182 13876 


riales; Bu 
224581416 
ence 14559 
riales; Al 
224581409 


1464924 14664 


ocyclaceae 
224581405 
uence 


v 


219857243 
ence 15511 


219878461 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 


stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


Burkhold 


riales; Aq 


rkho 
ref 


cali 
ref 
; Az 
ref 


eria 
ref 


uaba 
ref 


16 Burkholderia 


66 1457283 Achro: 


1471041 14723 


12 1552529 Aquab 


lderiaceae; 
NR_027197.1 


genaceae; Ac 
NR_027190.1 


oarcus. 
NR_027186.1 
6 
les; Alcalig 
NR_024871.1 
a 
cterium. 


phymatum STM815 


Burkholderia. 
Achromobacter 


mobacter ruhlandii 


hromobacter. 
Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Aquabacterium 
cterium citratiphilum 


NR_025600.1 


Sutterella 


1622384 1623838 Sutterella 


Sutterella. 


136172 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


136172 Bacteria_16S 
limicola strain GolChil 16S ribosomal RNA, 


limicola Bacteria 


136172 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


136172 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


136172 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


136172 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


136172 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


136172 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


136172 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


136172 Bacteria_16S 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


136172 Bacteria_16S 


salipaludis strai 
Bacteria; Proteob 


136172 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


136172 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


136172 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


136172 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


136172 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


136172 Bacteria_16S 


caledonica strain 
caledonica Bacter 


136172 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


136172 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


136172 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


136172 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


136172 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


1766043 1766124 1 82 gi 

34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1829815 1829896 1 82 gi 


; Proteobacteria; Betaproteobacteria; 
1878534 1878615 1 82 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1897205 1897286 1 82 gi 


etaproteobacteria; Burkholderiales; Al 
1898747 1898828 1 82 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1946995 1947076 1 82 gi 


etaproteobacteria; Burkholderiales; Al 
1965245 1965326 1 82 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


1971045 1971126 1 82 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


2073702 2073783 1 82 gi 

54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2116375 2116456 1 82 gi 
DSM 6810 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


2137548 2137629 1 82 gi 
n SM-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2163135 2163235 1 99 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2263553 2263630 4 81 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2307555 2307636 1 82 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2315100 23151811 82 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2351263 2351340 1 78 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2386248 2386329 1 82 gi 
LMG 19076 16S ribosomal RNA, partial 

ia; Proteobacteria; Betaproteobacteria 
2410620 2410701 1 82 gi 


etaproteobacteria; Burkholderiales; Te 
2499844 2499925 1 82 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2505967 2506048 1 82 gi 


ammaproteobacteria; Chromatiales; Ecto 
2544766 2544847 1 82 gi 


etaproteobacteria; Burkholderiales; Co: 
2575513 2575594 1 82 gi 
rain UCD-1 16S ribosomal RNA, partial 

cteria; Proteobacteria; Betaproteobact 


complete seq 


219878360 
ence 17655 
ales; 
219878316 
uence 

Rh 
219878282 
uence 

a; Burkhol 
219878265 


16S ribosomal RNA, partial sequence 1896710 18982 
ligenace 


ca 
219878264 
nce 18982 
ca 
219878230 


6S ribosomal RNA, partial sequence 1946525 19480 
ligenace 


ca 

219878218 
sequence 

obacteria; 


219878214 
uence 
a; Burkhol 


219878141 
ence 20732 
riales; Al 
219857657 
quence 


’ 


219857643 
ence 21370 
nadales; 
219857626 
equence 
teria; Des 
219857557 
ence 22630 
irillales; 
219857524 


2307079 23085 


caligenace 
219857519 
23146 
mamonadace 
219857493 
23507 
nergistace 
219857469 
sequence 


, 


219857453 


6S ribosomal RNA, partial sequence 2410156 24116 


pidimonas. 
219857382 


2499368 25008 


ocyclaceae 
219857373 


16S ribosomal RNA, partial sequence 2505486 25069 


thiorhodos 
219857347 


16S ribosomal RNA, partial sequence 2544276 25457 


mamonadace 
219857284 
sequence 

eria; Burk 


136172 Bacteria_16S 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 


2606230 2606307 1 78 gi 


219857264 


Ecto 


odocycla 


ligenace 


Alteromo 


Alter 


Burkhold 


ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025404.1 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025369.1 


ae; Bordetella. 
ref|NR_025357.1 

1964797 196621 
Burkholderiales 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 


ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025246.1 
115900 211739 
nadales; 


ND 


ref|NR_025232.1 
73 2138564 Microb 
omonadaceae; 
NR_025215.1 
162629 216416 


ulfovibrionales; 


ref 


ND 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025057.1 
2385781 238725 
eriales; Burkhol 
ref|NR_025041.1 


ref |NR_024970.1 


; Az 
ref 


oarcus. 
NR_024961.1 


pira 
ref 


ceae; Alkali 
NR_024935.1 


ae; Acidovorax. 
ref|NR_024915.1 
2575008 257651 
holderiales; Alc 


Alkalilimnicola 

limnicola halodurans 

ae; Alkalilimnicola. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Limnobacter 

7 Limnobacter 

lderiaceae; Limnobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


, 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Castellaniella 
laniella defragrans 
stellaniella. 

Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Desulfovibrio 

3 Desulfovibrio 
Desulfovibrionaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Pigmentiphaga kullae 
kullae Bacteria; 

a. 

Comamonas koreensis 
nas koreensis Bacteria; 


Dethiosulfovibrio 
sulfovibrio marinus 
LBrLos 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 


ref |NR_024895.1 


Desulfovibrio 


2605722 2607261 Desulfovibrio burkinensis 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


136172 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


136172 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


strain IAM 12409 
Proteobacteria; B 


saccharophila str 
saccharophila Bac 


136172 Bacteria_16S 
n ATCC 14669 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 
136172 Bacteria_16S 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; Burkholderiales; 


lanceolatus strai 
lanceolatus Bacte 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


136172 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; G 


136172 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; 


136172 Bacteria_16S 


strain SG3902 16S 
Firmicutes; 


136172 Bacteria_16S 
caribensis strain 


strain DSM 12081 
Proteobacteria; 


136172 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


136172 Bacteria_16S 
DSM 3802 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


pedioforme strain 
pedioforme Bacter 


2618654 2618735 1 


2718122 2718203 1 
Bacteria; 


2743727 2743808 1 


2847685 2847766 1 


2849246 2849327 1 


teria; Proteobacteria; 


2861661 2861742 1 


2867833 2867914 1 


2989670 2989751 1 


3013986 3014067 1 
ribosomal RNA, 


82 


bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
136172 Bacteria_16S 
strain CPW301 16S ribosomal RNA, partial 
Proteobacteria; 


82 


82 


osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
136172 Bacteria_16S 


82 


16S ribosomal RNA, partial sequence 2847193 28487 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
136172 Bacteria_16S 


82 


ain DSM 654 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


82 


82 


82 


6S ribosomal RNA, partial sequence 2989207 29906 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
NR_026506.1 


82 


Betaproteobacteria; 


219857253 |ref 


gi 


219857176|ref 


gi 


219857158 |ref 


gi 


NR_024884.1 
2618180 2619685 Dechloromonas 
Dechloromonas. 
NR_024804.1 
sequence 2717632 271910 
Burkholderiales; 


NR_024786.1 


Dechloromonas agitata 
agitata Bacteria; 


Herbaspirillum 
5 Herbaspirillum 


Oxalobacteraceae; 


Delftia tsuruhatensis 


2743252 2744707 Delftia tsuruhatensis Bacteria; 


Delftia. 


219856892 |ref 


gi 
Delftia. 
gi|219856891|ref 
Burkholderiales; 
219856883 |ref 
sequence 
Burkholderiales; 
219856879 
sequence 


gi 


gi 


219846930|ref 


gi 


219846914 |ref 


gi 


NR_024711.1 
14 Delftia acidovorans Bacteria; 


NR_024710.1 
2848765 285026 


NR_026522.1 
58 Legionella tucsonensis Bacteria; 


Comamonadaceae; 
NR_024702.1 
2861171 286267 
Comamo 
NR_024698.1 
2867356 286884 
Oxalobac 


Delftia acidovorans 


Pelomonas 

6 Pelomonas 

Pelomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Herbaspirillum 

5 Herbaspirillum 

teraceae; 


Legionella tucsonensis 


Acidovorax defluvii 


complete sequence 


3013492 3015017 Acidovorax defluvii Bacteria; 


3113535 3113616 1 
16S ribosomal RNA, complete sequence 
Betaproteobacteria; Rhodocyclales; 


82 gi 


MWAP64 16S ribosomal RNA, partial seque 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; 
136172 Bacteria_16S 


Rhodoc 


nce 


Burkholderiales; 
219846846 


31130 


yclaceae; Azoarcus. 


Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
3017058 3017135 6 83 gi|219846912|ref|NR_026504.1| Orenia salinaria 
ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
3077468 3077549 1 82 gi|219846870|ref|NR_026462.1| Burkholderia 


3076975 3078406 Burkholderia 
Burkholderiaceae; Burkholderia. 
ref|NR_026438.1| Azoarcus anaerobius 

39 3114569 Azoarcus anaerobius Bacteria; 


3116613 3116694 1 
star-1 
ia; 


3149649 3149730 1 


ia; 


136172 Bacteria_16S 
strain CE2203 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
136172 Bacteria_16S 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial 
Clostridia; 


aeronauticum Bact 


136172 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


strain Feox-1 16S 


sulfidovorans str 


sulfidovorans Bacteria; 


Methylophaga. 


136172 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


136172 Bacteria_16S 


strain LMG 2207 1 


3172532 3172613 1 


3246920 3247001 1 


Firmicutes; 
3266412 3266493 1 


eria; 


ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionellales; 
136172 Bacteria_16S 


3269369 3269450 1 
ribosomal RNA, 


3299868 3299949 1 


ain RB-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Proteobacteria; 


3313523 3313623 1 


in G3 100 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


eria; Proteobacteria; 


3350006 3350087 1 


6S ribosomal RNA, partial sequence 3349528 33510 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
136172 Bacteria_16S 


3556214 3556295 1 


82 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


82 


82 


82 


82 


82 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
136172 Bacteria_16S 


82 


99 


82 


82 


strain 106 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Clostridiales; 


219846844 |ref 


gi 


w 


Alteromonadales; 


219846822 |ref 


gi 


w 


Chromatiales; 


gi|219846806|ref 


NR_026436.1 
116131 311762 
Psychr 


NR_026414.1 
149167 315062 
Chromatia 
NR_026398.1 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Thiorhodococcus minor 


3172065 3173514 Thiorhodococcus minor Bacteria; 


219846756 
sequence 
Peptococcaceae; 
219846743 |ref 


gi ref 


gi 


Thiorhodococcus 
NR_026348.1 
3246473 324794 


NR_026335.1 


Des 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Legionella drancourtii 


3265947 3267294 Legionella drancourtii LLAP12 


Legionellaceae; 


gi| 219846741 |ref 


NR_026333.1 


Leg 


ionella. 
Leptothrix mobilis 


3268876 3270396 Leptothrix mobilis Bacteria; 


gi| 219846721 


Thiotrichales; 


219846711|ref 


gi 


219846684 |ref 


gi 


219846538 |ref 


gi 


NR_026313.1 
3299393 330087 
Pisci 


NR_026303.1 
3313036 331453 
Desulfovibrionales; D 


NR_026276.1 
15 Paucimonas lemoignei Bacteria; 
Paucimonas 
NR_026130.1 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Paucimonas lemoignei 


Zoogloea ramigera 


3555718 3557247 Zoogloea ramigera Bacteria; 


Zoogloea. 


136172 Bacteria_16S 3692893 3692974 1 82 gi|219846442|ref|NR_026033.1 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methyl 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
136172 Bacteria_16S 3794569 3794650 1 82 gi| 219846367 |ref|NR_025958.1 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 37955 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
136172 Bacteria_16S 3797615 3797696 1 82 gi|219846364|ref|NR_025955.1 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 37986 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cyclocla 
136172 Bacteria_16S 3803648 3803729 1 82 gi|219846360|ref|NR_025951.1 
strain 18323 16S ribosomal RNA, partial sequence 3803146 38046 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
136172 Bacteria_16S 3805162 3805243 1 82 gi|219846359|ref|NR_025950.1 
parapertussis strain 522 16S ribosomal RNA, partial sequence 3804660 380612 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
136172 Bacteria_16S 3806676 3806757 1 82 gi| 219846358 |ref|NR_025949.1 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 380763 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alc 
136172 Bacteria_16S 3853738 3853819 1 82 gi|219846326|ref|NR_025916.1 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 38547 

Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 

136172 Bacteria_16S 3961302 3961383 1 82 gi|219846251|ref|NR_025841.1 
strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 39622 

Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 

136172 Bacteria_16S 3964312 3964393 1 82 gi| 219846249 |ref|NR_025839.1 
strain 2761 16S ribosomal RNA, partial sequence 3963836 39652 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
136172 Bacteria_16S 4028241 4028322 1 82 gi|219846204|ref|NR_025794.1 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 40292 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
136172 Bacteria_16S 4037450 40375311 82 gi|219846198|ref|NR_025788.1 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomo 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

136172 Bacteria_16S 4056904 4056985 1 82 gi|219846182|ref|NR_025772.1 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microb 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
136172 Bacteria_16S 4081275 4081356 1 82 gi|219846165|ref|NR_025755.1 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 40822 

Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

136172 Bacteria_16S 4175814 4175895 1 82 gi|219846096|ref|NR_025686.1 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacte 
136172 Bacteria_16S 4177299 4177380 1 82 gi|219846095|ref|NR_025685.1 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 417830 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 
136172 Bacteria_16S 4189543 4189624 1 82 gi| 219846083 |ref|NR_025673.1 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 419056 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Schlegelella. 

136172 Bacteria_16S 4194141 41942221 82 gi|219846079|ref|NR_025669.1 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
136172 Bacteria_16S 20114 20194 1 81 gi|265679050|ref|NR_029358.1 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
Burkholderia; Burkholderia cepacia complex. 

136172 Bacteria_16S 53609 53724 1 114 gi|265679028|ref|NR_029336.1 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae 
136172 Bacteria_16S 236329 236409 1 81 gi|265678904|ref|NR_029212.1 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
136172 Bacteria_16S 248766 248846 1 81 gi|265678896|ref|NR_029204.1 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Nei 
Microvirgula. 

136172 Bacteria_16S 366631 366711 1 81 gi|265678810|ref|NR_029115.1 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Id 
Idiomarina. 

136172 Bacteria_16S 467870 467950 1 81 gi|265678739|ref|NR_029044.1 


strain R 8118 16S ribosomal RNA, partial sequence 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 

aligenaceae; Bordetella. 
Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 

Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Achromobacter spanius 
Sspanius Bacteria; 
ay 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Burkholderia 
Burkholderia 
lderiaceae; 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Burkholderia 
lderia phenazinium 
Burkholderia. 
Microvirgula 
Microvirgula 
sseriaceae; 


’ 


Idiomarina 
Idiomarina 
iomarinaceae; 


Burkholderia terricola 


467397 468893 Burkholderia terricola Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


136172 Bacteria_16S 


strain K1l1 16S ri 
Proteobacteria; B 


136172 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


136172 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


136172 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


136172 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


136172 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


136172 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


136172 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


136172 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


136172 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


136172 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


136172 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


136172 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


136172 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


136172 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


136172 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


136172 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


136172 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


136172 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


136172 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


136172 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


136172 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


533726 533806 1 81 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
582364 582444 1 81 
ibosomal RNA, partial sequence 


gi 


Co: 
gi 


588380 588460 1 81 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
658125 658201 1 77 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
683753 683868 1 114 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
758796 758911 1 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
791039 791142 1 102 gi 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
817091 817171 1 81 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
841441 841521 1 81 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
906649 906725 1 77 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


gi 


Bu 
gi 


Clostridiaceae; 
114 gi 


942216 942296 1 81 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
954699 954779 1 81 gi 


etaproteobacteria; Burkholderiales; Co: 
970017 970096 1 80 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


1046546 1046626 1 81 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1197615 1197695 1 81 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1220104 1220184 1 81 gi 


bacillales; Carnobacteriaceae; Allofus 
1259338 1259406 1 69 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1373041 13731211 81 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1376134 13762141 81 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1382064 1382144 1 81 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1388142 1388222 1 81 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1468418 1468498 1 81 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


136172 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; G 


533233 53475 


581868 58337 


587905 58931 


657665 65912 


683287 68472 


758305 75981 


complete sequence 790537 79204 


6S ribosomal RNA, partial sequence 954207 95569 


6S ribosomal RNA, partial sequence 1219617 12211 


1372563 


1381574 


1387667 13891 


1467942 14694 
ocyclaceae; 


265678696 


mamonadace 
265678664 


265678660 


rkholderia 
265678610 


Anaerosti 
265678593 


Clostridiu 
265678540 


eriaceae; 
265678518 


sychromona 
265678501 
nce 81658 
bacteroida 
265678485 
nce 84098 
irillales; 
265678440 
al sequenc 
eria; Desu 


265678417 
94171 

mamonadace 

265678409 


mamonadace 
265678397 
uence 
teria; Des 
265678347 
uence 

ceae; Cera 
228715504 
e 11971 
rkholderia 
219878362 


tis. 

219846811 
ence 12588 
occales; D 
228717983 
13740 
rkholderia 
228717818 
ce 13756 
olderiales 
228717104 
13830 
diomarinac 
228716720 


rkholderia 
224581407 


219857261 


1545633 1545713 1 81 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


ref|NR_029001.1| Ottowia thiooxydans 
7 Ottowia thiooxydans Bacteria; 

ae; Ottowia. 

ref|NR_028969.1| Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


ref|NR_028965.1| Burkholderia tropica 
0 Burkholderia tropica Bacteria; 

ceae; Burkholderia. 

ref|NR_028915.1| Anaerostipes caccae 

0 Anaerostipes caccae Bacteria; 

pes. 

ref|NR_028898.1| Clostridium acidisoli 
3 Clostridium acidisoli Bacteria; 

m. 

ref|NR_028844.1| Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Alysiella. 
ref|NR_028821.1| Psychromonas arctica 
3 Psychromonas arctica Bacteria; 


daceae; Psychromonas. 

ref|NR_028804.1| Selenihalanaerobacter 
1 817998 Selenihalanaerobacter shriftii 
ceae; Selenihalanaerobacter. 
ref|NR_028788.1| Marinospirillum 

1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
ref |NR_028742.1 
e 906169 907666 
lfobacterales; D 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


ref|NR_028719.1 
4 943232 Comamo 


Comamonas terrigena 
nas terrigena Bacteria; 


ae; Comamonas. 

ref|NR_028711.1| Giesbergeria sinuosa 

7 Giesbergeria sinuosa Bacteria; 

ae; Giesbergeria. 

ref|NR_028699.1| Desulfovibrio 
969528 971049 Desulfovibrio 

ulfovibrionales; Desulfovibrionaceae; 

ref|NR_028649.1| Cerasibacillus 
1046039 1047522 Cerasibacillus 

sibacillus. 

ref|NR_027534.1| Ramlibacter 

31 1198567 Ramlibacter tataouinensis 

les; Comamonadaceae; Ramlibacter. 

ref|NR_025501.1| Allofustis seminis 


16 Allofustis seminis Bacteria; 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 


ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_027569.1| Burkholderia unamae 

50 Burkholderia unamae MTI-641 Bacteria; 
ceae; Burkholderia. 

ref|NR_027567.1] Polaromonas 

65 1377116 Polaromonas naphthalenivorans 
; Comamonadaceae; Polaromonas. 
ref|NR_027560.1| Idiomarina baltica 

49 Idiomarina baltica 08145 Bacteria; 
eae; Idiomarina 
ref|NR_027554.1 
46 Burkholderia 


, 


Burkholderia tuberum 
tuberum STM678 Bacteria; 

ceae; Burkholderia. 

ref|NR_027188.1| Zoogloea resiniphila 

14 Zoogloea resiniphila Bacteria; 

+ Zoogloea. 


Idiomarina zobellii 


ref|NR_024892.1 


1545151 1546614 Idiomarina zobellii Bacteria; 
Idiomarinaceae; 


Idiomarina. 


136172 Bacteria_ 


strain B6 16S ri 
Proteobacteria; 


136172 Bacteria_ 


strain CCUG 4733 
Bacteria; Firmic 


136172 Bacteria_ 


strain L1/68 16S 
Proteobacteria; 


136172 Bacteria_ 


strain DSM 12838 
Proteobacteria; 


136172 Bacteria_ 


macestii strain 
Bacteria; Proteo 


136172 Bacteria_ 
16S ribosoma 


Soel 
Gammaproteobacte 


136172 Bacteria_ 


henchirensis str 
henchirensis Bac 


136172 Bacteria_ 


strain KF46F 16S 
Proteobacteria; 


136172 Bacteria_ 


strain IPT10 16S 
Proteobacteria; 


136172 Bacteria_ 


strain LMG 16225 
Proteobacteria; 


136172 Bacteria_ 


yonseiensis stra 
Bacteria; Firmic 


136172 Bacteria_ 


psychrophilus st 
psychrophilus Ba 
Methylobacter. 


136172 Bacteria_ 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 


Bacteria; Proteo 


136172 Bacteria_ 


strain ATCC 1962 
Proteobacteria; 


136172 Bacteria_ 


aminophilus stra 
aminophilus Bact 
Desulfovibrio. 


136172 Bacteria_ 


intermedia strai 
Bacteria; Proteo 


136172 Bacteria_ 


subterraneus str 
Bacteria; Proteo 


136172 Bacteria_ 


strain EJ2M-B 16 
Proteobacteria; 


136172 Bacteria_ 


kururiensis stra 
Bacteria; Proteo 


136172 Bacteria_ 


phaeum strain PB 
Firmicutes; Clos 


136172 Bacteria_ 


caldus strain KU 
Proteobacteria; 


136172 Bacteria_ 


intestinalis str 
intestinalis Bac 
Desulfovibrio. 


136172 Bacteria_ 


16S 1550118 15502211 
bosomal RNA, partial sequence 
Betaproteobacteria; Burkholderial 
16S 1613753 1613829 6 82 

4 16S ribosomal RNA, partial sequ 
utes; Clostridia; Clostridiales; 
16S 1927191 1927267 1 77 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonada 
16S 1933300 1933403 1 102 
16S ribosomal RNA, partial seque 
Deltaproteobacteria; Desulfovibri 
16S 1977273 1977376 1 102 
M-9 16S ribosomal RNA, partial se 
bacteria; Deltaproteobacteria; De 
16S 2088996 2089072 7 83 

1 RNA, partial sequence 
ria; Xanthomonadales; Sinobactera 
16S 2178407 2178487 1 81 
ain TMB834 16S ribosomal RNA, par 
teria; Proteobacteria; Betaproteo 
16S 2304456 2304536 1 81 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderial 
16S 2330191 23302711 81 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderial 
16S 2384724 2384804 1 81 
16S ribosomal RNA, partial seque 
Betaproteobacteria; Burkholderial 
16S 2387778 2387858 1 81 
in KBl 16S ribosomal RNA, partial 
utes; Clostridia; Thermoanaerobac 
16S 2439493 2439569 6 82 
ain Z-0021 16S ribosomal RNA, co 
teria; Proteobacteria; Gammaprot 


102 


r 
c 
16S 


2469903 2469983 1 81 


bacteria; Gammaproteobacteria; Ch 
16S 2546322 2546402 1 81 
4 16S ribosomal RNA, partial sequ 
Betaproteobacteria; Burkholderial 
16S 2573927 2574007 1 81 
n ALA-3 16S ribosomal RNA, parti 
ria; Proteobacteria; Deltaproteo 


i 
e 


16S 2644656 2644736 1 81 
n S1 16S ribosomal RNA, partial s 
bacteria; Betaproteobacteria; Bur 
16S 2674706 2674809 1 102 
ain C55 16S ribosomal RNA, partia 
bacteria; Betaproteobacteria; Thi 
16S 2781163 2781266 1 102 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichale 
16S 2835482 2835562 1 81 
in KP23 16S ribosomal RNA, partia 
bacteria; Betaproteobacteria; Bur 
16S 2883534 2883614 1 81 
16S ribosomal RNA, partial seque 
tridia; Thermoanaerobacterales; T 
16S 2997259 2997339 1 81 
16S ribosomal RNA, partial seque 
Gammaproteobacteria; Acidithiobac 
16S 3151164 3151267 1 102 
in KMS2 16S ribosomal RNA, parti 
eria; Proteobacteria; Deltaprote 


a 
t 


16S 3166451 3166519 1 69 


gi| 219857244 
1549646 15510 
es; Aquabacteriu 
gi|219878467 
ence 16132 
Clostrid 
gi| 219878243 
1926697 19282 
les; Xan 
gi| 219878239 
nce 1932811 19342 
onales 
gi 
quence 
sulfov 
gi 


219878210 
19767 
ibrionales 

219878130 


2088549 2089942 Nevsk 


Nevskia. 
219857614 

equence 
bacteria; Burkho 
gi| 219857526 
2303983 23054 
es; Comamonadace 
gi| 219857509 
2329695 23312 
es; Burkholderia 
gi| 219857470 
nce 2384259 23857 
es; Burkholderia 
gi| 219857468 
sequence 23873 
terales; Thermoa 
gi| 219857428 
mplete sequence 
eobacteria; Meth 


ceae; 
gi 
tial s 


219857403 
ce 24694 
ales; Ecto 
219857346 
25458 
mamonadace 
219857285 
uence 

ia; Desulf 


gi 


romati 
gi 
ence 
es; Co 
gi 
al seq 
bacter 


v 


219857228 
e 26441 
riales; Co 
219857206 
ence 26742 


gi 
equenc 
kholde 
gi 
1 sequ 
obacter. 
gi| 219857129 
2780730 27821 
s; Thiotrichacea 
gi| 219856900 
1 sequence 28349 
kholderiales; Bu 
gi| 219856869 
nce 2883064 28845 
hermoanaerobacte 
gi|219846925 
nce 2996783 29982 
illales; Acidith 
gi|219846821 
al sequence 


obacteria; Desul 


gi| 219846810 


radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 


radiophilus Bact 


eria; Deinococcus-Thermus; Deinoc 


occi; Deinococca 


iales Fa 


thomonad 


Desulfomicro 


ref |NR_024874.1 
61 Aquabacterium 
m. 
ref|NR_025606.1 
59 1614770 Helcoc 


Aquabacterium parvum 
parvum Bacteria; 


Helcococcus sueciensis 
occus sueciensis 
mily XI. Incertae Sedis; Helcococcus. 
ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 
aceae; Ignatzschineria. 

ref|NR_025378.1| Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 
biaceae; Desulfomicrobium. 
ref|NR_025349.1| Desulfomicrobium 
73 1978275 Desulfomicrobium macestii 
; Desulfomicrobiaceae; Desulfomicrobium. 
ref|NR_025269.1| Nevskia ramosa strain 
ia ramosa Bacteria; Proteobacteria; 


ref|NR_025203.1| Ramlibacter 
177978 2179370 Ramlibacter 
lderiales; Comamonadaceae; Ramlibacter. 
ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 
ae; Xenophilus. 
ref|NR_025097.1| Burkholderia sacchari 
17 Burkholderia sacchari Bacteria; 
ceae; Burkholderia. 
ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025056.1| Thermoanaerobacter 
07 2388807 Thermoanaerobacter yonseiensis 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_025016.1| Methylobacter 

2438995 2440521 Methylobacter 
ylococcales; Methylococcaceae; 


ND 


ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref|NR_024916.1 

2573428 257495 
ovibrionales; De 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Hylemonella gracilis 
nella gracilis Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy: 
ref|NR_024834.1 
15 2675666 Thioba 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Thiobacter 
cter subterraneus 


ref|NR_024757.1| Thiothrix flexilis 
46 Thiothrix flexilis Bacteria; 
e; Thiothrix. 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; Burkholderia. 
ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
raceae; Thermacetogenium. 
ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026413.1| Desulfovibrio 
3150676 3152184 Desulfovibrio 
fovibrionales; Desulfovibrionaceae; 


Burkholderia 
lderia kururiensis 


ref|NR_026402.1| Deinococcus 
3165996 3167465 Deinococcus 
les; Deinococcaceae; Deinococcus. 


136172 Bacteria_16S 3167968 3168036 1 69 gi|219846809|ref|NR_026401.1]| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
136172 Bacteria_16S 3169484 3169552 1 69 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
136172 Bacteria_16S 3171001 3171069 1 69 gi| 219846807 |ref|NR_026399.1| Deinococcus grandis 


strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 
136172 Bacteria_16S 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 36953 
Proteobacteria; 
136172 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 
136172 Bacteria_16S 
strain Td-21 16S 
Proteobacteria; 

136172 Bacteria_16S 
strain CL-SP19 16S ribosomal RNA, partial sequence 
Proteobacteria; 
136172 Bacteria_16S 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosoma 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; 
136172 Bacteria_16S 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 
methylpentosum Bacteria; 
136172 Bacteria_16S 
strain N. Pfennig 


Bacteria; 


argentinense Bacteria; 
136172 Bacteria_16S 


Firmicutes; 


136172 Bacteria_16S 
strain SEBR 7054 


Thermotogae; 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequenc 
Firmicutes; Clostridia; Clostridiales; Clo 
211938 212017 1 80 gi| 265678921 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 21296 
Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
247189 247268 1 80 gi| 265678897 
16S ribosomal RNA, partial sequence 246697 24821 
Thermotogales; Thermotogaceae; Thermotoga. 
257715 257794 1 80 gi| 265678890 


136172 Bacteria_16S 
strain JW/AS-Y6 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 


136172 Bacteria_16S 
strain ATCC 27760 


Bacteria; 


Firmicutes; 


136172 Bacteria_16S 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete se 
thermoautotrophica Bacteria; 
Moorella group; Moorella. 

136172 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Chromatiales; 
136172 Bacteria_16S 
strain N. Pfennig 
Proteobacteria; 
136172 Bacteria_16S 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 
aespoeensis Bacteria; 
Desulfovibrio. 
136172 Bacteria_16S 
strain DM-2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
136172 Bacteria_16S 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 
intestinale Bacteria; 
136172 Bacteria_16S 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 
chartatabidum Bacteria; 
136172 Bacteria_16S 


Firmicutes; 
136172 Bacteria_16S 

strain H168 16S ribosomal RNA, 
Clostridia; 


Deinococci; Deinococcales; 


3694420 3694523 1 102 gi|219846441 
Gammaproteobacteria; Pasteurellales; Pasteurellac 
3788529 3788597 1 69 gi|219846371 


3788062 3789489 Ehrli 


3855261 3855337 6 82 gi| 219846325 
ribosomal RNA, partial sequence 3854781 38562 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
3983215 3983295 1 81 gi| 219846236 
3982735 39841 
Gammaproteobacteria; Alteromonadales; Idiomarinac 
4230396 42305111 114 gi| 219846048 


Desulfotomaculum. 
24831 1 80 


Peptococcaceae; 
24752 gi| 265679047 
Firmicutes; Clostridia; Clostridiales; C 
56546 56625 1 80 gi| 265679026 
2611 16S ribosomal RNA, partial sequence 56079 
Chro: 
58047 58126 1 80 gi| 265679025 
2711 16S ribosomal RNA, partial sequence 57580 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
95768 95847 1 80 gi| 265678999 
Desulf 


Proteobacteria; Deltaproteobacteria; 


114144 114223 1 80 gi| 265678986 
113641 11518 
Deltaproteobacteria; Syntrophobacterales; Syntrop 
161329 161408 1 80 gi| 265678955 


Firmicutes; Clostridia; Clostridiales; Clos 
197857 197936 1 80 gi| 265678931 


Firmicutes; Clostridia; 
207277 207356 1 80 


Clostridiales; Cl 
gi|265678924 


complete sequence 257219 25873 

Thermoanaerobacterales; Thermoanaerobacte 
309210 309289 1 80 gi| 265678854 
16S ribosomal RNA, partial sequence 30877 


Clostridia; Clostridiales; Ruminococcaceae; 
322800 322879 1 80 gi| 265678845 
complete sequence 322285 32381 


Halanaerobiales; Halanaerobiaceae; Haloth 
332161 332240 1 80 gi| 265678839 
Thermoanaero 


Firmicutes; Clostridia; 


Deinococcaceae; Deinococcus. 


14 Deinococcus grandis Bacteria; 


ref|NR_026032.1| Pasteurella aerogenes 
20 Pasteurella aerogenes Bacteria; 
eae. 


ref|NR_025962.1| Ehrlichia muris strain 
chia muris Bacteria; Proteobacteria; 
ref|NR_025915.1| Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 
; Azoarcus. 
ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 

eae; Idiomarina. 
ref|NR_025638.1 
1 RNA, partial sequence 


Desulfotomaculum 
4229850 4231400 


ref |NR_029355.1| Clostridium 
24277 25711 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029334.1| Thiocystis gelatinosa 
57529 Thiocystis gelatinosa 
matiaceae; Thiocystis. 
ref |NR_029333.1| Thiocystis violacea 
59029 Thiocystis violacea Bacteria; 
Thiocystis. 
ref|NR_029307.1| Desulfovibrio 
95265 96764 Desulfovibrio 


ovibrionales; Desulfovibrionaceae; 


ref|NR_029294.1| Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 
haceae; Syntrophus. 
ref |NR_029263.1| Clostridium 

160899 162283 Clostridium 
tridiaceae; Clostridium. 
ref |NR_029239.1| Clostridium 


197405 198934 Clostridium 
ostridiaceae; Clostridium. 

ref |NR_029232.1| Clostridium 

e 206801 208304 Clostridium 
stridiaceae; Clostridium. 
ref|NR_029229.1| Clostridium baratii 
8 Clostridium baratii Bacteria; 

m. 
ref|NR_029205.1| Thermotoga hypogea 
7 Thermotoga hypogea Bacteria; 


ref|NR_029198.1| Moorella glycerini 

1 Moorella glycerini Bacteria; 

raceae; Moorella group; Moorella. 
ref|NR_029160.1| Ruminococcus callidus 
4 310144 Ruminococcus callidus 
Ruminococcus. 


ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 

ref|NR_029144.1] Moorella 

quence 331642 333194 Moorella 


bacterales; Thermoanaerobacteraceae; 


369652 369731 1 80 gi| 265678808 


anticariensis strain FP35 16S ribosomal RNA, partial sequence 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


ref|NR_029113.1] Halomonas 
369170 370614 Halomonas 


136172 Bacteria_16S 
bajacaliforniensis strain BA-2 16S ribosomal RNA, 
bajacaliforniensis Bacteria; 
136172 Bacteria_16S 
strain G-16.1 16S 
Proteobacteria; 
136172 Bacteria_16S 


484717 484792 6 81 


gi 
compl 
Spirochaetes; Spirochaetal 
491004 491083 1 80 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


515348 515427 1 80 gi 


marinisedimentorum strain DSM 15388 16S ribosomal RNA, 


marinisedimentorum Bacteria; 
136172 Bacteria_16S 
strain ID131577 1 
Actinobacteria; 
136172 Bacteria_16S 
strain 3WC2 16S ribosomal RNA, partial sequence 
Clostridia; 
136172 Bacteria_16S 

strain BCH 16S ribosomal RNA, partial sequence 
Proteobacteria; 
136172 Bacteria_16S 
impatiens strain 


Firmicutes; 


Bacteria; 


6611 


Bacteria; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
136172 Bacteria_16S 
halophila strain 


Proteobacteria; 


567360 567439 1 80 gi 
Rubrobacteridae; Solirubrobacterales; C 
589817 589896 1 80 gi 


Clostridiales; 
597335 597414 1 


Clostridiaceae; 
80 gi 


Gammaproteobacteria; Chromatiales; Chro 
604877 604956 1 80 gi 
EL-105 16S ribosomal RNA, partial sequ 


Proteobacteria; Gammaproteobacteria; Oceanosp 
Saccharospirillum. 
136172 Bacteria_16S 
strain ThSch 12 1 
Proteobacteria; 
136172 Bacteria_16S 


703454 703533 1 80 gi 
Gammaproteobacteria; Chromatiales; Chro 
732365 732444 1 80 gi 


Chromatiales; Chromatiaceae; Thioc 
733788 733867 1 80 gi 
4270 16S ribosomal RNA, partial sequen 


Proteobacteria; Gammaproteobacteria; Chromati 
136172 Bacteria_16S 


827734 827813 1 80 gi 


strain VPI D 75 B-30 16S ribosomal RNA, partial sequenc 


Firmicutes; 


136172 Bacteria_16S 
strain ATCC 43541 


Firmicutes; 


Clostridia; 


Clostridia; 
136172 Bacteria_16S 
strain W1219 16S 


Clostridiales; Veillonellaceae; 
829310 829389 1 80 gi 
16S ribosomal RNA, partial sequence 

Clostridiales; Veillonellaceae; 
862663 862738 6 81 gi 
ribosomal RNA, partial sequence 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


136172 Bacteria_16S 
litoralis strain 


Bacteria; 


934548 934627 1 80 gi 
JS5 16S ribosomal RNA, partial sequenc 


Proteobacteria; Deltaproteobacteria; Bdellovi 
136172 Bacteria_16S 
strain SJ 16S ribosomal RNA, partial 
Proteobacteria; 
136172 Bacteria_16S 
strain SS-2 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
136172 Bacteria_16S 


936075 936154 1 

sequence 
Deltaproteobacteria; Bdellovibrionales; 
976155 976234 1 80 gi 


80 gi 


Sphingobacteria; Sphingobacteriales; 
1060116 1060195 1 80 


Sap 
gi 


hydrothermalis strain Tl 16S ribosomal RNA, partial seq 


hydrothermalis Bacteria; 
136172 Bacteria_16S 
9946 16S ribo 
Deinococcus-Thermus; 
136172 Bacteria_16S 


DSM 


DSM 
Bacteria; 


16069 16S ribosomal RNA, partial sequence 


Deinococc 
84 gi 


Deinococcus-Thermus; 
1162691 1162774 1 


Deinococci; Thermales; 
1174889 1174968 1 


Thermaceae; 
80 gi 


1183920 1183999 1 80 gi 


colihominis DSM 17241 16S ribosomal RNA, partial sequen 


17241 Bacteria; 
136172 Bacteria_16S 
strain AM1114 16S 


Firmicutes; 


Bacteria; 


136172 Bacteria_16S 
strain SJ95 16S ribosomal RNA, partial sequence 
Thermotogales; 


Thermotogae; 


Clostridia; 
136172 Bacteria_16S 

strain UR/MT95 16S ribosomal RNA, partial sequence 
Proteobacteria; 
136172 Bacteria_16S 
sarecensis strain 


Firmicutes; Clostridia; Clostridiales; 
1223148 1223227 1 80 gi 
ribosomal RNA, partial sequence 

Clostridiales; 
1266926 1267009 1 


Clostridiaceae; 
84 gi 


Betaproteobacteria; Burkholderiales; Ox 
1275836 12759151 80 gi 
LV4 16S ribosomal RNA, partial sequen 


Proteobacteria; Gammaproteobacteria; Oceanosp 


490502 49197 


Gammaproteobacteria; 


6S ribosomal RNA, partial sequence 566874 56834 


589361 59079 


596871 59824 


6S ribosomal RNA, partial sequence 702960 70436 


731878 733268 Thioc 


862181 86365 


935581 93704 


975693 97713 


somal RNA, partial sequence 1162257 1163688 Meiot 


1174405 11758 
Proteobacteria; Gammaproteobacteria; Kangiell 
136172 Bacteria_16S 


1222664 12241 


1266430 12679 


265678728 


es; Spiroc 
265678724 


Clostridiu 
265678654 


matiaceae; 
265678648 
ence 60442 
irillales; 


265678580 


matiaceae; 
265678560 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678494 
e 82720 
Selenomon 
265678493 

82878 
Selenomon 
265678470 


elotrichac 
265678422 
e 93405 
brionales; 
265678421 


Bacteriov 
265678393 


rospiracea 
265678337 
uence 

i; Thermal 
228720981 


Meiotherm 
228718578 


a. 
228717037 
ce 11834 
Ruminococc 
219878346 


Caminicell 
219846423 


alobactera 
219846179 
ce 12753 
irillales; 


1335138 1335217 1 80 


gi 


Thermotogaceae; Petrotoga. 


ete sequence 484221 485741 


ref|NR_029033.1| Spirochaeta 
Spirochaeta 

haetaceae; Spirochaeta. 

ref|NR_029029.1| Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Halomonadaceae; Halomonas. 
265678708|ref|NR_029013.1| Reinekea 
partial sequence 514864 516365 Reinekea 
Reinekea. 
265678674|ref|NR_028979.1| Conexibacter woesei 
3 Conexibacter woesei Bacteria; 
onexibacteraceae; Conexibacter. 
265678659|ref|NR_028964.1| Clostridium colicanis 


5 Clostridium colicanis Bacteria; 
m. 
ref|NR_028959.1| Thiobaca trueperi 
0 Thiobaca trueperi Bacteria; 
Thiobaca. 
ref|NR_028953.1| Saccharospirillum 

0 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 


ref |NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref|NR_028864.1| Thiocapsa rosea strain 
apsa rosea Bacteria; Proteobacteria; 


Lamprocystis purpurea 
purpurea Bacteria; 


ref |NR_028863.1| Thiohalocapsa 

9 734742 Thiohalocapsa halophila 
matiaceae; Thiohalocapsa. 
ref|NR_028797.1| Selenomonas infelix 

9 828732 Selenomonas infelix Bacteria; 
as. 
ref|NR_028796.1| Selenomonas noxia 

3 830273 Selenomonas noxia Bacteria; 
as. 
ref|NR_028773.1| Bulleidia extructa 
9 Bulleidia extructa Bacteria; 

eae; Bulleidia. 
ref|NR_028724.1| Bacteriovorax 

6 935530 Bacteriovorax litoralis 
Bacteriovoracaceae; Bacteriovorax. 
ref|NR_028723.1| Bacteriovorax marinus 
4 Bacteriovorax marinus Bacteria; 
oracaceae; Bacteriovorax. 
ref|NR_028695.1| Lewinella nigricans 

0 Lewinella nigricans Bacteria; 


e; Lewinella. 

ref|NR_028639.1| Marinithermus 
1059624 1061116 Marinithermus 

es; Thermaceae; Marinithermus. 

ref|NR_027600.1| Meiothermus silvanus 

hermus silvanus DSM 9946 Bacteria; 

us. 

ref|NR_027574.1| Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


ref|NR_027558.1] Anaerotruncus 

85 1184849 Anaerotruncus colihominis DSM 
aceae; Anaerotruncus. 

ref|NR_025485.1| Caminicella sporogenes 
19 Caminicella sporogenes Bacteria; 

a. 
ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 
ceae; Massilia. 
ref|NR_025769.1| Chromohalobacter 

63 1276810 Chromohalobacter sarecensis 
Halomonadaceae; Chromohalobacter. 


228721489 


ref|NR_027612.1| Petrotoga mobilis 


1334683 1336155 Petrotoga mobilis SJ95 Bacteria; 


136172 Bacteria_ 


strain SMP-10 16 
Proteobacteria; 


136172 Bacteria_ 


strain s840-96-2 
Firmicutes; Clos 


136172 Bacteria_ 


strain KMM 227 1 
Proteobacteria; 


136172 Bacteria_ 


strain B8 16S ri 
Proteobacteria; 


136172 Bacteria_ 


lacusfryxellense 
lacusfryxellense 


136172 Bacteria_ 


strain KMM 1376 
Proteobacteria; 


136172 Bacteria_ 


israelensis stra 
Bacteria; Proteo 


136172 Bacteria_ 


canadensis strai 
canadensis Bacte 
Chromohalobacter 


136172 Bacteria_ 


vibrioides strai 
vibrioides Bacte 


136172 Bacteria_ 


denitrificans st 
denitrificans Ba 
Thiobacillus. 


136172 Bacteria_ 


strain CK58 16S 
Firmicutes; Clos 


136172 Bacteria_ 


roseopersicina s 
roseopersicina B 


136172 Bacteria_ 


xylanilyticus st 
xylanilyticus Ba 


136172 Bacteria_ 


fermentum strain 
Bacteria; Firmic 


136172 Bacteria_ 


strain L2-TR 16S 
Proteobacteria; 


136172 Bacteria_ 


strain YKJ-16 16 
Proteobacteria; 


136172 Bacteria_ 


inopinatus strai 
inopinatus Bacte 
Desulfovibrio. 


136172 Bacteria_ 


sSapomandens stra 
Sapomandens Bact 


136172 Bacteria_ 


chinjuensis stra 
Bacteria; Firmic 


136172 Bacteria_ 


peptidivorans st 
peptidivorans Ba 


136172 Bacteria_ 


paradoxus strain 
Bacteria; Proteo 


136172 Bacteria_ 


putrefaciens str 
putrefaciens Bac 


136172 Bacteria_ 


strain LYP 16S r 
Proteobacteria; 


16S 1404518 1404597 1 80 
S ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nann 


16S 1418117 1418192 6 81 gi 


gi 


tridia; 
16S 


Clostridiales; Clostridiales Fa 
1547147 1547226 1 80 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; I 
16S 1548652 15487311 80 gi 
bosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Aq 
16S 1683755 1683834 1 80 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
16S 1755500 1755579 1 80 gi 
1 
Gammaproteobacteria; Oceanospirillales; 
16S 1863270 1863349 1 80 gi 
in Bal 16S ribosomal RNA, partial seque 
bacteria; Gammaproteobacteria; Oceanosp 
16S 1864852 1864931 1 80 gi 

ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


n 
r 
16S 1880110 1880189 1 
n FKBS1 16S ribosomal RNA, complete seq 
ria; Firmicutes; Clostridia; Clostridia 
16S 1963725 1963804 1 80 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


80 gi 


r 
c 
16S 1972565 1972644 1 80 
ribosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 

16S 2061512 2061591 1 80 gi 
train DSM 229 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteobac 
16S 2070649 2070732 1 84 gi 
rain XE 16S ribosomal RNA, complete seq 
cteria; Firmicutes; Bacillales; Paeniba 
16S 2190598 2190681 1 84 gi 
Z-7984 16S ribosomal RNA, partial sequ 
utes; Bacillales; Bacillaceae; Amphibac 
16S 2298446 2298525 1 80 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; I 
16S 2390823 2390902 1 80 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 2415307 2415386 1 80 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


gi 


n 
r 


16S 2428878 2428957 1 80 gi 
in DSM 3223 16S ribosomal RNA, partial 

eria; Firmicutes; Clostridia; Clostridi 
16S 2431884 2431967 1 84 gi 
in WN9 16S ribosomal RNA, partial seque 
utes; Bacillales; Paenibacillaceae; Pae 
16S 2434927 2435006 1 80 gi 
rain TMC4 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostri 
16S 2441048 2441127 1 80 gi 
ARh1 16S ribosomal RNA, partial sequen 
bacteria; Gammaproteobacteria; Chromati 
16S 2463700 2463779 1 80 gi 
ain DSM 1291 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostrid 


219857153 


1404010 14055 


ocystineae 
224581446 


16S ribosomal RNA, partial sequence 1417633 14190 


mily XI. I 
219857260 


1546665 15481 


diomarinac 
219857245 


1548180 15495 


uabacteriu 
219878419 
rtial sequ 
tridiales; 
219878369 


6S ribosomal RNA, partial sequence 1755010 17565 
alomonad 


H 
219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


219878279 
uence 

les; Veill 
219878219 
ial sequen 
ria; Hydro 


219878213 


1972100 19735 


Clostridiu 
219878149 
1 sequence 
teria; Chr 
219878143 
uence 

cillaceae; 
219857605 
ence 21901 
illus. 

219857531 


2297982 22993 


diomarinac 
219857466 


2390343 23918 


Halomonad 
219857450 
uence 
a; Desulfo 


219857438 
sequence 
ales; Pept 
219857436 
nce 24314 
nibacillus 
219857431 
quence 
diales; Cl 
219857426 
ce 24405 
ales; Ecto 
219857407 
sequence 
iales; Clo 


16S 2472912 2472991 1 80 gi 
ibosomal RNA, partial sequence 


Deltaproteobacteria; Syntrophobacterale 


ref|NR_024781.1| Haliangium tepidum 
17 Haliangium tepidum Bacteria; 

; Haliangiaceae; Haliangium. 
ref|NR_027228.1| Helcococcus ovis 

55 Helcococcus ovis Bacteria; 

ncertae Sedis; Helcococcus. 
ref|NR_024891.1| Idiomarina abyssalis 
29 Idiomarina abyssalis Bacteria; 

eae; Idiomarina 
ref|NR_024875.1 
95 Aquabacterium 
m. 
ref 
ence 


Aquabacterium commune 
commune Bacteria; 


Clostridium 
5 1684702 Clostridium 
Clo ; Clostridium. 
ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref |NR_025430.1 
1864353 186588 

pirillales; Halo 


NR_025558.1 
168328 
stridiaceae; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


ref |NR_025418.1 

1879598 188113 
onellaceae; Prop 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; H 


Propionispora 
1 Propionispora 
ionispora. 
Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


ref|NR_025352.1| Clostridium akagii 
91 Clostridium akagii Bacteria; 
m. 
ref|NR_025288.1| Lamprocystis 

2061023 2062415 Lamprocystis 
omatiales; Chromatiaceae; Lamprocystis. 
ref|NR_025282.1| Thermobacillus 
2070125 2071678 Thermobacillus 
Thermobacillus. 
ref |NR_025193.1 
08 2191561 Amphib 


Amphibacillus 
acillus fermentum 


ref|NR_025119.1| Idiomarina loihiensis 
96 Idiomarina loihiensis Bacteria; 
eae; Idiomarina 
ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas 
ref|NR_025038.1 
2414827 241631 
vibrionales; Des 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


ref|NR_025026.1 

2428395 242981 
ococcaceae; Desu 
ref|NR_025024.1 
10 2432897 Paenib 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 

Paenibacillus 
acillus chinjuensis 


Clostridium 
3 Clostridium 
ostridium. 
Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Clostridium 
2 Clostridium 
stridium. 


219857401 


s; Syntrop 


ref|NR_024989.1| Smithella propionica 


2472404 2473774 Smithella propionica Bacteria; 


haceae; Smithella. 


136172 Bacteria_16S 
strain DSM 12272 
Firmicutes; Clost 
136172 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; 
136172 Bacteria_16S 
nitritogenes stra 
nitritogenes Bacteria; 
136172 Bacteria_16S 
strain JCM 6484 1 


2530207 25303211 


ridia; Clostridiales; 
2739277 2739360 1 


Clostridia; 
2886406 2886485 1 


Firmicutes; 
2887932 2888011 1 


Na82 16S ribosomal RNA, 
Thermoanaerobacterale 


in JCM 6485 16S ribosomal RNA, partial 
Clostridia; 


113 gi| 219857357 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


cl 
84 gi|219857161 
partial sequence 
S; 
219856865 
sequence 
Clostridiales; 

gi|219856864 


80 gi 


80 


6S ribosomal RNA, partial sequence 2887459 28889 


27388 
Thermodesul 


Eub 


ref 


ref 


ref 


ref 


2885932 28874 


acte Eubacterium. 


NR_024945.1 


NR_024789.1 


fobiaceae; 
NR_024684.1 
0 
riaceae; 
NR_024683.1 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 
ostridium. 


Thermodesulfobium 


10 2740172 Thermodesulfobium narugense 
Thermodesulfobium. 


Eubacterium 
8 Eubacterium 


Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

136172 Bacteria_16S 2931986 2932065 1 80 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

136172 Bacteria_16S 3018425 3018504 1 80 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

136172 Bacteria_16S 3029047 3029126 1 80 gi|219846904|ref|NR_026496.1| Anaerobacter 


polyendosporus st 
polyendosporus Bacteria; Firmicutes; 
136172 Bacteria_16S 3033630 3033713 1 
cylindrosporum st 
cylindrosporum Bacteria; Firmicutes; 
136172 Bacteria_16S 3035157 3035236 1 


strain DS1 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

136172 Bacteria_16S 3036680 3036759 1 80 gi|219846898|ref|NR_026490.1 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 303768 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 
136172 Bacteria_16S 3050372 3050451 1 80 gi|219846888|ref|NR_026480.1 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 305136 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

136172 Bacteria_16S 3110479 3110558 1 80 gi| 219846848 |ref|NR_026440.1 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 311146 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 
136172 Bacteria_16S 3243932 32440111 80 gi|219846758|ref|NR_026350.1 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 324494 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
Desulfonatronovibrio. 

136172 Bacteria_16S 3248442 3248521 1 80 gi|219846755|ref|NR_026347.1 


strain WV6 16S ri 
Firmicutes; Clost 
136172 Bacteria_16S 
DSM 
Firmicutes; Clost 
136172 Bacteria_16S 
strain DSM 10365 


ridia; Clostridiales; 
3264887 3264966 1 


ridia; Clostridiales; 
3286123 3286202 1 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
136172 Bacteria_16S 3322655 3322734 1 80 gi|219846704|ref 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequenc 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; 
Incertae Sedis; Thermoanaerobacterium. 

136172 Bacteria_16S 3385226 3385305 1 80 gi|219846659|ref 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospir 
Chromohalobacter. 

136172 Bacteria_16S 3388211 3388290 1 80 gi| 219846653 |ref 


marinum DSM 5261 
Proteobacteria; 

136172 Bacteria_16S 
strain DSM 6984 1 
Proteobacteria; 
136172 Bacteria_16S 
strain DSM 6736 1 
Firmicutes; Clost 
136172 Bacteria_16S 
paraputrificum st 
paraputrificum Bacteria; Firmicutes; 
136172 Bacteria_16S 3710901 3710980 1 


3522410 3522493 1 


3528487 3528566 1 


ridia; Clostridiales; 
3550038 3550117 1 


strain Pasteur III 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Firmicutes; Clostridia; Clostridiales; 


rain PS-1 16S ribosomal RNA, partial s 


rain HC-1 16S ribosomal RNA, partial s 


bosomal RNA, partial sequence 


10228 16S ribosomal RNA, partial sequence 


rain ATCC 25780 16S ribosomal RNA, parti 
Clostridia; 


ak 


80 gi|219846744 


cl 


80 gi| 219846730 


16S ribosomal RNA, partial sequence 3285670 32871 


16S ribosomal RNA, partial sequence 3387742 33891 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


84 gi|219846561 


6S ribosomal RNA, partial sequence 3521933 35234 
Betaproteobacteria; Rhodocyclales; Rhodoc 


80 gi| 219846557 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


cl 


80 gi| 219846543 
Clostr 


gi 


idiales; 
219846429 


80 


3034695 30361 


3247999 32493 
Clostridiaceae; 


3264433 32658 
Clostridiaceae; 


al sequence 
c 


ref 


ref 


Rha 
ref 


Th 


ref 


ref 


lost 


30 Clostridium 
ostridium. 


96 Clostridium 
ostridium. 


40 Clostridium 


e 3322195 332367 


3384746 33861 


NR_026336.1 


NR_026322.1 


NR_026296.1 


Thermoanaer 


NR_026251.1 
6 
1 


illales; Ha 


NR_026245.1 


bdochromati 
NR_026153.1 


auera. 
NR_026149.1 


NR_026135.1 
354957 
ridiaceae; C 


ref 


equence 3028583 3030038 Anaerobacter 
Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 
84 gi|219846900|ref|NR_026492.1| Clostridium 
equence 3033166 3034644 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
80 gi|219846899|ref|NR_026491.1| Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 
6 Clostridium 
stridium. 
Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 


Clostridium isatidis 


isatidis Bacteria; 


Clostridium vincentii 


vincentii Bacteria; 


Clostridium pascui 


pascui Bacteria; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Chromohalobacter 
8 Chromohalobacter 


omonadaceae; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 
um. 


Thauera aromatica 


32 Thauera aromatica Bacteria; 
yclaceae; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 
ostridium. 


Clostridium 
2 3551038 Clostridium 
lostridium. 


NR_026020.1 


Clostridium septicum 


3710425 3711931 Clostridium septicum Bacteria; 
Clostridium. 


136172 Bacteria_16S 3719871 3719950 1 80 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 


strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
136172 Bacteria_16S 3831186 3831265 1 80 gi|219846341|ref|NR_025931.1| Ruminococcus 


flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 


136172 Bacteria_16S 3832613 3832692 1 80 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

136172 Bacteria_16S 3834074 3834153 1 80 gi|219846339|ref|NR_025929.1| Ruminococcus albus 


strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 


136172 Bacteria_16S 3835524 3835603 1 80 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
strain C-1 16S ribosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

136172 Bacteria_16S 3868903 3868982 1 80 gi|219846316|ref|NR_025906.1| Arcobacter 


nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 


136172 Bacteria_16S 4010092 40101711 80 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

136172 Bacteria_16S 4017570 4017649 1 80 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 


strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 
136172 Bacteria_16S 4206075 4206154 1 80 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 
136172 Bacteria_16S 4219838 4219917 1 80 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

136172 Bacteria_16S 55056 55138 1 83 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 
136172 Bacteria_16S 81979 82061 1 83 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
136172 Bacteria_16S 127871 127953 1 83 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
136172 Bacteria_16S 130875 130953 6 84 gi| 265678975 |ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 
136172 Bacteria_16S 224174 224248 7 81 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 


136172 Bacteria_16S 303020 303096 1 77 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

136172 Bacteria_16S 310705 310779 6 80 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

136172 Bacteria_16S 319638 319712 7 81 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

136172 Bacteria_16S 434274 434356 1 83 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

136172 Bacteria_16S 492511 492593 1 83 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

136172 Bacteria_16S 547432 547514 1 83 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
136172 Bacteria_16S 573366 573448 1 83 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
136172 Bacteria_16S 664179 664261 1 83 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 


odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


Anaerovorax. 


136172 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


136172 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


136172 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


136172 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
136172 Bacteria_16S 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
136172 Bacteria_16S 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria; 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


136172 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


136172 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


136172 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


136172 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


136172 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


136172 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


136172 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


136172 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


136172 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


136172 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


136172 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


136172 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


136172 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


136172 Bacteria_16S 


strain SPR2 16S r 
Actinobacteria; A 


ibosomal RNA, partial sequence 
Cory 
919079 919161 1 83 gi 
ibosomal RNA, partial sequence 
Cory 

gi 


937573 937655 1 83 


939121 939187 1 67 

ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
979094 979176 1 83 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1005334 1005416 1 83 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


gi 


1066192 1066274 1 83 gi 
ammaproteobacteria; Chromatiales; Chro 
1168753 1168827 6 80 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1262301 1262383 1 83 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1292391 1292473 1 83 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


1350452 1350534 1 

osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1385116 1385198 1 83 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


83 gi 


1462352 1462434 1 83 gi 

50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1607833 16079151 83 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1708268 1708350 1 83 

ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1753941 1754023 1 83 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


1758593 1758675 1 83 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 


gi 


136172 Bacteria_16S 


1779596 1779713 1 116 gi 


777205 777287 1 83 gi| 265678528 
train HD321 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actin 
donia. 

792580 792654 6 80 gi| 265678517 
ribosomal RNA, partial sequence 792094 79356 
rochaetales; Spirochaetaceae; Spirochaeta. 

850355 850421 1 67 gi| 265678479 
ribosomal RNA, partial sequence 849874 85135 
ridia; Clostridiales; Heliobacteriaceae; Heliore 

917514 917596 1 83 gi| 265678433 


917039 91855 


918602 92011 


938639 94015 


978631 98004 


6S ribosomal RNA, partial sequence 1065751 10671 


1349993 13514 


1707781 17092 


1758120 17596 


nebacterin 
265678432 


nebacterin 
265678420 
uence 

; Alteromo 


265678419 


e; Heliore 
265678391 


rospiracea 
265678374 
al sequenc 
eria; Alte 


265678333 


matiaceae; 
228719827 
ce 11682 
taceae; Sp 
219846681 

12618 
ales; Cory 
228716433 
tial seque 
oteobacter 


228720546 


ales; Cory 
228716834 
equence 

eobacteria 


224581411 
ence 14618 
nadales; A 
219878471 
quence 

teria; Alt 


219878402 


matiaceae; 
219878370 
equence 

ia; Altero 


219878366 


nebacterin 


e; 


Incertae Sedis; 


ref |NR_028832.1| Gordonia 

776745 778221 Gordonia 
omycetales; Corynebacterineae; 
ref|NR_028820.1| Spirochaeta americana 
0 Spirochaeta americana Bacteria; 
ref|NR_028782.1| Heliorestis baculata 
8 Heliorestis baculata Bacteria; 
stis. 
ref|NR_028735.1| Gordonia amicalis 
1 Gordonia amicalis Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028722.1| Pseudoalteromonas 

937095 938588 Pseudoalteromonas 
nadales; Pseudoalteromonadaceae; 
ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 
stis. 
ref|NR_028693.1| Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


L 
ref 


e 1004861 10063 


romo 


ref 


52 Rheinheimera 


Rhe 
ref 


43 1169775 Spiro 


iroc 
ref 


51 1263306 Dietzi 
neba 


ref 


nce 


ia; 


ref 


ewinella. 
NR_028676.1 
0 
e 


nadales; Ps 


NR_028635.1 


inheimera. 
NR_027585.1 
c 
haeta. 
NR_026273.1 


cterineae; D 
NR_027551.1 

129190 
Alteromonada 


NR_027594.1 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Rheinheimera pacifica 


pacifica Bacteria; 


Spirochaeta 
haeta smaragdinae DSM 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


neba 


ref 


1384632 13861 


v 


Al 


ref 


62 1463368 Marin 


lter 
ref 


1607365 16088 
eromonadales; 


ref 


61 Rheinheimera 


Rhe 
ref 


1753455 17549 
mona 


ref 


cterineae; G 
NR_027556.1 
3 
teromonadale 
NR_027192.1 
° 
omonadaceae; 
NR_025610.1 
1 
Sh 
NR_025541.1 


inheimera. 
NR_025509.1 
5 
d 


dales; Pseu 


NR_025505.1 


ordoniaceae; Gordonia. 
Shewanella 
1 Shewanella 


s; Shewanellaceae; 


Marinobacter 

bacter bryozoorum 
Marinobacter. 
Shewanella 

2 Shewanella 

ewanellaceae; 


Rheinheimera baltica 


baltica Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


eae; 


219878350 


agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


Gordoniacea 


ref 


e; Gordonia. 


NR_025489.1 


Paenibacillus 


1779107 1780619 Paenibacillus 


136172 Bacteria_16S 


1809970 1810052 1 


strain Kb2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


83 


gi|219878329 
1809512 18109 


ref 


NR_025468.1 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Gordoniaceae; 


Gordonia. 


136172 Bacteria_16S 
strain NF22 16S ribosomal RNA, partial 


livingstonensis 
livingstonensis 
Shewanella. 


136172 Bacteria_16S 


1846700 1846782 1 83 


Bacteria; Proteobacteria; 


2091990 2092072 1 83 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Nocardioides. 


136172 Bacteria_16S 


2099604 2099686 1 83 


2173824 2173906 1 83 


aetherivorans strain 10bc312 16S ribosomal RNA, 


aetherivorans Bac 


Nocardiaceae; 


136172 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
136172 Bacteria_16S 
ruthenica strain 
Proteob 
Pseudoalteromonas. 
136172 Bacteria_16S 
issachenkonii str 
issachenkonii Bacteria; 
Pseudoalteromonas. 
136172 Bacteria_16S 
flavipulchra stra 
flavipulchra Bacteria; 
Pseudoalteromonas. 
136172 Bacteria_16S 
strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 
136172 Bacteria_16S 


Bacteria; 


strain BG29 16S 
Firmicutes; 


136172 Bacteria_16S 
pyridinivorans st 
pyridinivorans Ba 


Nocardiaceae; 


136172 Bacteria_16S 
maricaloris strai 
maricaloris Bacteria; 
Pseudoalteromonas. 
136172 Bacteria_16S 


strain DNP505 16 


Clostridia; 


2232900 2232982 1 83 


2271270 2271352 1 83 


2272742 2272824 1 83 


Proteobacteria; 


2290938 22910201 83 


Proteobacteria; 


2305993 2306075 1 83 


Tsukamurella. 
2337630 2337696 1 67 
ribosomal RNA, partial sequence 
Clostridiales; 


2421483 2421565 1 83 


2447132 24472141 83 


Proteobacteria; 


2496761 2496843 1 83 


s 


Gammaproteobacteria; Alteromonadales; 
136172 Bacteria_16S 
aquiterrae strain 
Bacteria; Actinob 


GW-9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


ain KMM 3549 16S ribosomal RNA, partial 


in NCIMB2033 16S ribosomal RNA, partial 


in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 


Heliobacteriaceae; 


ribosomal RNA, partial sequence 


219878304 
sequence 


gi 


Gammaproteobacteria; Alteromonadales; 


gi|219878128 
2091488 20930 


219878122 
20991 


gi 


219857619 
sequence 


gi 
partial 


219857577 
22324 


gi 


gi|219857552 


KMM300 16S ribosomal RNA, partial sequence 22707 
acteria; Gammaproteobacteria; Alteromonadales; 


gi|219857551 


gi| 219857538 
Alter 
gi| 219857525 
complete sequ 


Actinomy 


gi| 219857503 
2337153 23386 


gi] 219857445 


rain PDB9 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Actino: 


gi|219857421 


n KMM636 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Altero: 


gi| 219857385 
2496307 24977 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


136172 Bacteria_16S 


strain SMCC W459 
Firmicutes; 


136172 Bacteria_16S 
juripiscarius str 
juripiscarius Bacteria; 
136172 Bacteria_16S 


strain IST7 16S 
Spirochaetes; 


136172 Bacteria_16S 
strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Dietzia. 
136172 Bacteria_16S 

CMN3 16S ribosomal RNA, partial sequence 


psychralcaliphil 
psychralcaliphil 
Dietziaceae; 


Spirochaetales; 


Clostridia; 


Spirochaetales; 


2598572 2598672 1 99 

Clostridiales; 
2679205 2679287 1 83 

Firmicutes; Bacillales; 
2694090 2694164 6 80 
ribosomal RNA, partial sequence 
2767482 2767564 1 83 
a 
a 


2844603 2844677 6 80 


2906139 2906221 1 83 


ain IS40-3 16S ribosomal RNA, partial 


Spirochaetaceae; Borrelia. 


1 16S ribosomal RNA, partial sequence 


gi|219857269 


16S ribosomal RNA, partial sequence 2598095 25994 
Peptococcaceae; 


219857203 

sequence 

Bacillaceae; Lent 
gi|219857192 
2693690 26949 


gi 


219857139 
sequenc 
Act 


gi 


gi|219856894 


2844116 2845615 Borre 
Spirochaetaceae; Borrelia; Borrelia burgdorferi g 
136172 Bacteria_16S 
strain SJS0289-JS 


219856852 
29056 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


136172 Bacteria_16S 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 


2986610 2986692 1 83 


Shewanellaceae; 


Propionibacterineae; 


Actinomycetales; 


sequence 
Gammaproteobacteria; Alteromonadales; 


sequence 
Gammaproteobacteria; 


Heliobacterium 


Desulfotomaculum. 


ref|NR_025443.1| Shewanella 
1846218 1847712 Shewanella 
Shewanellaceae; 


ref|NR_025267.1| Shewanella baltica 
18 Shewanella baltica Bacteria; 
Shewanella. 
ref|NR_025261.1| Nocardioides 

38 2100621 Nocardioides aquiterrae 
Nocardioidaceae; 


ref 
2 


NR_025208.1| Rhodococcus 
173451 2174859 Rhodococcus 
Corynebacterineae; 


ref|NR_025165.1| Gordonia namibiensis 
22 2233905 Gordonia namibiensis Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_025140.1| Pseudoalteromonas 

90 2272278 Pseudoalteromonas ruthenica 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


omonadales; Pseudoalteromonadaceae; 


Tsukamurella 
7 2307028 Tsukamurella 
Corynebacterineae; 


ref 
ence 
cetales; 


ref|NR_025091.1| Heliobacterium undosum 
51 Heliobacterium undosum Bacteria; 


ref |NR_025033.1] Rhodococcus 
2421026 2422502 Rhodococcus 
mycetales; Corynebacterineae; 


ref|NR_025009.1| Pseudoalteromonas 
2446675 2448124 Pseudoalteromonas 
monadales; Pseudoalteromonadaceae; 


ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 


Lentibacillus 
9 Lentibacillus 


ref |NR_024831.1 

2678696 268021 
ibacillus. 
ref|NR_024820.1| Borrelia turcica 
59 Borrelia turcica Bacteria; 


ref|NR_024767.1| Dietzia 
e 2767023 2768505 Dietzia 
inomycetales; Corynebacterineae; 


ref|NR_024713.1| Borrelia sinica strain 
lia sinica Bacteria; Spirochaetes; 

roup. 
ref|NR_024671.1| Williamsia maris 
66 2907143 Williamsia maris Bacteria; 
eae; Williamsiaceae; Williamsia. 


gi| 219846932 


ref|NR_026524.1] Rhodococcus 
2986156 2987629 Rhodococcus 


wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rho 


136172 Bacteria_16S 


strain IFO 15059 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


136172 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


136172 Bacteria_16S 


strain HKI 0136 1 


dococcus. 


2988136 2988218 1 83 gi 


3012414 3012496 1 83 gi 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3022996 3023078 1 83 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3039724 3039806 1 


83 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


136172 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


136172 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


136172 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


136172 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


136172 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


136172 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


136172 Bacteria_16S 
16S ribosomal RNA, partial sequence 3320684 33221 


strain DSM 44140 
Actinobacteria; A 


136172 Bacteria_16S 


halophilus strain 
halophilus Bacter 


136172 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


136172 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


136172 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


136172 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


136172 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


136172 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


136172 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


136172 Bacteria_16S 


carrageenovora st 


Pseudoalteromonas ca 


Pseudoalteromonad 


3053477 3053559 1 83 
S ribosomal RNA, partial sequence 


gi 


ctinobacteridae; Actinomycetales; Cory 
3360882 3360964 1 83 gi 
DSM 20408 16S ribosomal RNA, partial 

ia; Firmicutes; Bacillales; Bacillacea 
3363969 3364039 7 77 gi 
SM 4136 16S ribosomal RNA, partial seq 
; Verrucomicrobia; Verrucomicrobiae; V 
3380606 3380688 1 
16S ribosomal RNA, 


83 gi 
complete sequence 


acteria; Actinobacteridae; Actinomycet 
3382164 3382265 1 102 gi 
ATCC 33146 16S ribosomal RNA, complet 


ia; Proteobacteria; Gammaproteobacteri 


3383703 3383804 1 102 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3419891 3419973 1 83 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
3421369 3421451 1 83 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
3422853 3422935 1 83 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
3424336 3424418 1 83 gi 
rain ATCC 12662 16S ribosomal RNA, par 


aceae; Pseudoalteromonas. 


136172 Bacteria_16S 


3425813 3425895 1 83 gi 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
136172 Bacteria_16S 
n BC361 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 3039256 30407 


3052993 30544 


etaproteobacteria; Neisseriales; Neisseriaceae; 
3072960 3073042 1 83 gi| 219846873 
ibosomal RNA, partial sequence 3072467 30738 
ammaproteobacteria; Oceanospirillales; Balneatri 
3095581 3095663 1 83 gi| 219846858 
n H 18 16S ribosomal RNA, partial sequence 30950 
acteria; Gammaproteobacteria; Aeromonadales; Suc 
3315064 3315138 6 80 gi| 219846710 
ribosomal RNA, partial sequence 3314589 33160 
rochaetales; Spirochaetaceae; Spirochaeta. 
3316590 3316664 6 80 gi| 219846709 
ribosomal RNA, partial sequence 3316113 33175 
rochaetales; Spirochaetaceae; Spirochaeta. 
3318113 3318187 6 80 gi| 219846708 
ribosomal RNA, partial sequence 3317638 33191 
rochaetales; Spirochaetaceae; Spirochaeta. 
3321133 33212151 83 gi| 219846705 


219846931 


nebacterin 
219846915 

uence 

Actinomyc 


219846908 
1 sequence 
eridae; Ac 


219846896 


nebacterin 
219846886 


nebacterin 
219846676 
sequence 
e; Marinoc 
219846674 
uence 
errucomicr 


219846662 

33801 
ales; Cory 
219846661 
e sequence 
a; Thiotri 


219846660 
33832 
ciricketts 
219846631 
ence 34194 
nadales; P 


219846630 
al sequenc 
ria; Alter 


219846629 
ial sequen 
eria; Alte 


219846628 
tial seque 


ref |NR_026523.1 
eae; Gordoniacea 
ref|NR_026507.1 

3011945 301344 
etales; Propioni 


ref|NR_026500.1 

3022528 302398 
tinomycetales; C 
ref |NR_026488.1 


Gordoniacea 
NR_026478.1 


eae; 
ref 


Formivibrio. 
ref|NR_026465.1 


Xx. 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026302.1 


ref|NR_026301.1 


ref|NR_026300.1 


ref |NR_026297.1 
eae; Gordoniacea 
ref |NR_026268.1 
3360383 336190 
occus. 
ref|NR_026266.1 

3363492 336498 
obiales; Verruco 


ref |NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref |NR_026253.1 

3381669 338315 
chales; Pisciric 


ref|NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref 
nce 


NR_026220.1 
342386 


219846627 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 

Marmoricola 
1 Marmoricola 
bacterineae; 


Gordonia 
4 Gordonia 


orynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Spirochaeta africana 


’ 


62 Spirochaeta africana Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Marinococcus 
2 Marinococcus 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


ref|NR_026219.1 
3425334 342676 


Pseudoalteromonas 
9 Pseudoalteromonas 


aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
136172 Bacteria_16S 
atlantica strain 


Pseudoalteromonas. 
136172 Bacteria_16S 
strain DSM 43205 


136172 Bacteria_16S 
strain : DSM43338 


136172 Bacteria_16S 


strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 
Clostridia; 


Firmicutes; 
136172 Bacteria_16S 
fusiformis strain 


136172 Bacteria_16S 


debontii strain FC3 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


136172 Bacteria_16S 


vanneervenii strain FC2 16S ribosomal RNA, partial sequence 37073 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


136172 Bacteria_16S 
dejongeii strain 


136172 Bacteria_16S 
strain Co53T 16S 
Spirochaetes; 
136172 Bacteria_16S 


3427295 34273771 


3472377 3472459 1 


3473912 34739941 


3501113 3501191 1 


Clostridiales; 


3704839 3704909 7 


3706358 3706428 7 


3707876 3707946 7 


3709395 3709465 7 


3760002 3760076 6 


3829646 3829712 1 


83 


IAM 12927 16S ribosomal RNA, partial sequence 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; 


83 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


83 


16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


79 


Clostridiaceae; Clostridium. 


77 


FC4 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


77 


77 


77 


FCl 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


80 


ribosomal RNA, partial sequence 


Spirochaetales; Spirochaetaceae; Borrelia. 


67 


ATCC 35205 16S ribosomal RNA, partial sequence 


Firmicutes; 
136172 Bacteria_16S 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Arcobacter. 
136172 Bacteria_16S 


metallireducens strain GS-15 16S ribosomal RNA, partial sequence 
metallireducens Bacteria; 


Geobacter. 
136172 Bacteria_16S 
strain Hk501 16S 
Spirochaetes; 
136172 Bacteria_16S 


Ya501 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi g 


136172 Bacteria_16S 
daepoensis strain 


Marinobacter. 
136172 Bacteria_16S 
flavimaris strain 


Marinobacter. 
136172 Bacteria_16S 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


Nocardioidaceae; 
136172 Bacteria_16S 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
136172 Bacteria_16S 


strain SGT-108 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; 


136172 Bacteria_16S 
strain W4937 16S 


136172 Bacteria_16S 


Clostridia; 


Clostridiales; 
3870414 3870480 1 


3885939 3886021 1 


3914909 3914983 6 


3916325 3916399 6 


4019112 40191941 


4020658 4020740 1 


4050957 4051039 1 


4052427 4052509 1 


4067512 4067586 7 


4115788 4115870 1 


4191092 41911741 


Proteobacteria; 


Heliobacteriacea 


67 


83 


80 


ribosomal RNA, partial sequence 


Spirochaetales; Spirochaetaceae; Borrelia; 


80 


83 


SW-156 16S ribosomal RNA, partial sequence 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteri 


83 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; 


83 


83 


3562 16S ribosomal RNA, partial sequence 40519 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


81 


83 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


83 


Deltaproteobacteria; De 


3915851 3917216 Borre 


gi| 219846626 


gi|219846594 
gi|219846593 
34734 
gi|219846575 
gi|219846433 
37043 


gi|219846432 
37058 


gi|219846431 
gi| 219846430 
37089 


gi| 219846392 
3759507 37610 


gi| 219846342 
3829173 38306 


gi|219846315 


gi| 219846305 


gi|219846284 
3914434 39158 
Borrelia 
gi|219846283 


gi| 219846210 


gi| 219846209 
Alterom 
gi|219846186 
Actinomyc 


gi|219846185 


gi|219846174 
4067035 40685 


gi|219846140 
4115405 41168 


Alteromonadales; 


e; Heliobacterium 


a; Alteromonadales; 


ref|NR_026218.1| Pseudoalteromonas 
3426820 3428242 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_026186.1| Rhodococcus opacus 
93 Rhodococcus opacus Bacteria; 
Nocardiaceae; Rhodococcus. 
ref|NR_026185.1| Rhodococcus ruber 
44 3474924 Rhodococcus ruber Bacteria; 
Nocardiaceae; Rhodococcus. 
ref|NR_026167.1| Clostridium celatum 
49 Clostridium celatum Bacteria; 


ref|NR_026024.1] Prosthecobacter 

51 3705819 Prosthecobacter fusiformis 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_026023.1| Prosthecobacter 

70 3707337 Prosthecobacter debontii 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_026022.1| Prosthecobacter 

88 3708856 Prosthecobacter vanneervenii 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_026021.1] Prosthecobacter 

07 3710374 Prosthecobacter dejongeii 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_025983.1| Borrelia coriaceae 
25 Borrelia coriaceae Bacteria; 


ref|NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 


ref|NR_025905.1] Arcobacter 
3869930 3871391 Arcobacter 
Campy lobacteraceae; 


ref|NR_025895.1] Geobacter 
3885428 3886973 Geobacter 
sulfuromonadales; Geobacteraceae; 


ref|NR_025874.1| Borrelia tanukii 

00 Borrelia tanukii Bacteria; 

burgdorferi group. 

ref|NR_025873.1| Borrelia turdi strain 

lia turdi Bacteria; Spirochaetes; 

roup. 

ref|NR_025800.1| Marinobacter 
4018632 4020127 Marinobacter 

Alteromonadaceae; 


ref|NR_025799.1| Marinobacter 
4020178 4021672 Marinobacter 
onadales; Alteromonadaceae; 


ref|NR_025776.1| Nocardioides 
4050504 4051877 Nocardioides 
etales; Propionibacterineae; 


ref|NR_025775.1| Pseudoalteromonas 
28 4053458 Pseudoalteromonas aliena 
seudoalteromonadaceae; 


ref|NR_025764.1| Aquicella siphonis 
16 Aquicella siphonis Bacteria; 
Aquicella. 
ref|NR_025730.1| Rhodococcus gordoniae 
07 Rhodococcus gordoniae Bacteria; 
Nocardiaceae; Rhodococcus. 


gi| 219846081 


lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


ref|NR_025671.1| Marinobacter 


190616 4192088 Marinobacter 


rs 


136172 Bacteria_16S 4213694 42137761 83 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

136172 Bacteria_16S 4215248 42153301 83 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

136172 Bacteria_16S 100357 100438 1 82 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

136172 Bacteria_16S 101924 102024 1 99 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

136172 Bacteria_16S 179552 179633 1 82 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

136172 Bacteria_16S 201078 201154 6 82 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

136172 Bacteria_16S 395551 395632 1 82 gi| 265678791 |ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

136172 Bacteria_16S 535269 535369 1 99 gi|265678695|ref|NR_029000.1]| Arcicella aquatica 
strain NO-502 16S ribosomal RNA, partial sequence 534808 536267 Arcicella aquatica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

136172 Bacteria_16S 576357 576438 1 82 gi|265678668|ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
136172 Bacteria_16S 763319 763400 1 82 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

136172 Bacteria_16S 770974 771055 1 82 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 771983 Cellvibrio japonicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

136172 Bacteria_16S 1008315 1008396 1 82 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 
strain T7 16S ribosomal RNA, partial sequence 1007814 1009265 Bacillus edaphicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 1034249 1034349 1 99 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

136172 Bacteria_16S 1103637 1103718 1 82 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

136172 Bacteria_16S 1152120 1152201 1 82 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

136172 Bacteria_16S 1403023 1403104 1 82 gi|219857444|ref|NR_025032.1| Pseudoalteromonas 
ulvae strain UL12 16S ribosomal RNA, partial sequence 1402605 1403959 Pseudoalteromonas ulvae 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

136172 Bacteria_16S 1430456 1430537 1 82 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 

136172 Bacteria_16S 1442815 1442896 1 82 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

136172 Bacteria_16S 1447423 1447504 1 82 gi| 224581422 |ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

136172 Bacteria_16S 1463889 1463970 1 82 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

136172 Bacteria_16S 1702216 1702297 1 82 gi| 219878406 |ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

136172 Bacteria_16S LISTOTL LISI 1S 2-1 82 gi| 219878367 |ref|NR_025506.1| Psychromonas profunda 


strain 2825 16S r 


ibosomal RNA, partial sequence 


1756574 1758069 Psychromonas profunda Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 


136172 Bacteria_16S 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; 
Sedimentibacter. 


136172 Bacteria_16S 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial 


Firmicutes; 


1767527 1767608 1 
Clostridia; 


1778047 1778128 1 


81 


82 


219878359 
17670 


gi 


219878351 
sequence 


gi 


agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 


136172 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


136172 Bacteria_16S 
16S ribosomal RNA, 


strain DSM 10404 
Bacteria; Firmicu 


136172 Bacteria_16S 
ain Chol-1S 16S ribosomal RNA, 
teria; 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


136172 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


136172 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


136172 Bacteria_16S 
train LMG6866 16S ribosomal RNA, partial 
Betaproteobacteria; 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


136172 Bacteria_16S 
ibosomal RNA, 


strain 95Al 16S r 
Proteobacteria; G 


136172 Bacteria_16S 
ribosomal RNA, partial sequence 
Halobacillus. 


strain HSL-3 16S 
Firmicutes; Bacil 


strain AU2944 16S 
Proteobacteria; B 


136172 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


granivorans strai 
Bacteria; Firmicu 


strain KMM 3299 1 
Proteobacteria; G 


136172 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


meridiei strain S 
Bacteria; Firmicu 


campinasensis str 
campinasensis Bac 


136172 Bacteria_16S 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thiotrichacea 


strain B3-1 16S r 
Proteobacteria; G 


136172 Bacteria_16S 
ibosomal RNA, partial sequence 
Thermales; 


strain RF-4 16S r 


Deinococcus-Thermus; 
136172 Bacteria_16S 
Rlha3 16S ribosomal RNA, partial sequence 32871 
irae; Nitrospirales; Nitrospiraceae; Thermodesul 


islandicus strain 
Bacteria; Nitrosp 


136172 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


strain ROO1 16S r 
Proteobacteria; B 


lales; 


acteria; 


lales; 

136172 Bacteria_16S 
ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; 


tes; 
136172 Bacteria_16S 


tes; 
136172 Bacteria_16S 


tes; 
136172 Bacteria_16S 


teria; 


lales; 
136172 Bacteria_16S 

ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Burkholderia 


136172 Bacteria_16S 


1787119 1787191 8 
Proteobacteria; 
1823815 1823896 1 


Bacillales; 
1835867 1835948 1 


1962158 1962239 1 


2119439 21195201 

Bacillaceae; 
2122432 21225131 
2312091 2312172 1 


Bacillales; 
2345290 23453711 


Bacillales; 
2442545 2442626 1 


2450179 2450279 1 


2547881 2547957 1 


Clostridia; 
2643116 2643197 1 


Firmicutes; 
2782629 2782721 1 


3021470 3021550 1 


Deinococci; 
3287645 3287722 7 


3362448 3362529 1 
Bacillaceae; 


3770451 3770532 1 


3823578 3823659 1 


Proteobacteria; 


81 


82 


complete sequence 
Bacillaceae; 


82 


82 


complete sequence 
ammaproteobacteria; Pasteurellales; 


82 


82 


82 


in 34 16S ribosomal RNA, partial sequence 
Bacillaceae; 


82 


n A30 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


82 


99 


80 


10 16S ribosomal RNA, partial sequence 
Clostridiales; 


82 


91 


81 


The 


84 


82 


82 


82 


gi|219878344 


n SG 3301 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219878320 
18233 


gi 


Halobacillus. 
gi|219878311 
complete sequence 


sequenc 


gi|219878220 
1961654 19631 
Pasteurellac 
gi| 219857655 
2118933 21204 


gi| 219857653 
2121958 21233 


219857521 
23115 


gi 


Geobacillus. 
gi|219857497 
23447 
Paenibacillus 
gi|]219857424 


6S ribosomal RNA, partial sequence 2442080 24435 
ammaproteobacteria; Alteromonadales; Shewanellac 


gi|219857419 


16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyella. 
136172 Bacteria_16S 


219857345 

25473 

Peptococcaceae; 
gi| 219857229 


gi 


ain 324 16S ribosomal RNA, partial sequence 
Bacillales; 


Paenibacillaceae; 
gi|219857128 
2782197 27836 


gi| 219846909 

3021006 30224 
rmaceae; Thermus. 

gi|219846729 


gi|219846675 


16S ribosomal RNA, partial sequence 3361953 33634 
Salimicrobium. 


gi| 219846384 
3769978 37714 


gi| 219846347 


parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 


Clostridiales Family 


Chromatiales; 


Burkholderiaceae; 


ref|NR_025498.1| Sedimentibacter 
74 1768507 Sedimentibacter saalensis 
XI. Incertae Sedis; 


ref|NR_025490.1| Paenibacillus 

1777548 1779056 Paenibacillus 
Paenibacillus. 
ref |NR_025483.1| Halorhodospira 
1786631 1787986 Halorhodospira 
Ectothiorhodospiraceae; 


ref|NR_025459.1| Halobacillus trueperi 
01 1824836 Halobacillus trueperi 
ref|NR_025450.1| Sterolibacterium 


1835368 1836898 Sterolibacterium 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

1870944 1871025 1 82 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 

ibosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Bacillaceae; Geobacillus. 

1875474 1875574 1 99 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
ibosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

1922576 1922657 1 82 gi|219878246|ref|NR_025385.1] Ralstonia 


e 1922112 1923560 Ralstonia 


Burkholderiales; Burkholderiaceae; 


ref|NR_025359.1| Pasteurella skyensis 
86 Pasteurella skyensis Bacteria; 

eae; Pasteurella. 

ref|NR_025244.1| Halobacillus salinus 


54 Halobacillus salinus Bacteria; 
ref|NR_025242.1| Ralstonia insidiosa 
93 Ralstonia insidiosa Bacteria; 
Ralstonia. 
ref|NR_025109.1| Geobacillus 

80 2313074 Geobacillus subterraneus 


ref|NR_025085.1| Paenibacillus 
86 2346268 Paenibacillus granivorans 
ref|NR_025012.1| Shewanella japonica 
41 Shewanella japonica Bacteria; 
eae; Shewanella. 
ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


ref |NR_024933.1| Desulfosporosinus 
74 2548878 Desulfosporosinus meridiei 
Desulfosporosinus. 

ref|NR_024857.1| Paenibacillus 
2642624 2644131 Paenibacillus 
Paenibacillus. 
ref|NR_024756.1| Thiothrix disciformis 
12 Thiothrix disciformis Bacteria; 

e; Thiothrix. 
ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


ref|NR_026321.1| Thermodesulfovibrio 

91 3288591 Thermodesulfovibrio islandicus 
fovibrio. 
ref |NR_026267.1 
41 Salimicrobium 


Salimicrobium album 
album Bacteria; 


ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
ceae; Ralstonia. 
ref |NR_025938.1| Haemophilus 
3823071 3824547 Haemophilus 


parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Haemophilus. 


136172 Bacteria_16S 
halodenitrificans 
halodenitrificans 


Halomonas. 


136172 Bacteria_16S 
strain SGT-39 16S 
Proteobacteria; 
136172 Bacteria_16S 
strain MB 1871 16S ribosomal RNA, partial sequence 
Bacillales; 
136172 Bacteria_16S 

strain KMM 3809 1 
Proteobacteria; 
136172 Bacteria_16S 
longreachensis strain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; 
Desulfovibrio. 
136172 Bacteria_16S 
strain 653 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


Firmicutes; 


136172 Bacteria_16S 


3892143 38922167 80 
strain DSM 735 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


gi 


4069052 4069125 7 80 
ribosomal RNA, partial sequence 


gi 


4105276 4105357 1 82 gi 
Paenibacillus 
82 gi 


Paenibacillaceae; 
4169632 4169713 1 


10826 10929 1 102 gi 


Proteobacteria; Deltaproteobac 


26224 26300 1 77 


gi 


Clostridiales; 
33901 33981 1 


Clostridiaceae; 
81 gi 


strain 961*00022/98 16S ribosomal RNA, partial sequence 


Actinobacteria; 
136172 Bacteria_16S 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 
succinivorans Bacteria; 
136172 Bacteria_16S 


Cori 
gi 


Coriobacteridae; 
70132 70200 1 


Coriobacteriales; 
69 


Clostri 
gi 


Firmicutes; 
199486 199566 1 


Clostridia; 
81 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial s 


acetylenicus Bacteria; 


Pelobacter. 


136172 Bacteria_16S 


Proteobacteria; Deltaproteobacte 


210383 210459 1 Tih 


gi 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partia 


beijerinckii Bacteria; 


Firmicutes; Clostridia; 


136172 Bacteria_16S 262099 262179 1 81 gi 
radiotolerans strain P 1 16S ribosomal RNA, complete se 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae 
Rubrobacteraceae; Rubrobacter. 

136172 Bacteria_16S 280253 280333 1 81 gi 


sulfurreducens strain PCA 16S ribosomal RNA, partial se 


sulfurreducens Bacteria; 


Geobacter. 


136172 Bacteria_16S 


Proteobacteria; Deltaproteobac 


292524 292627 1 102 gi 


actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 
Pasteurellales; 
136172 Bacteria_16S 


Pasteurellaceae; Aggregatibacter. 


375614 375694 1 81 gi 


xylanilyticus strain XIL14 16S ribosomal RNA, complete 


xylanilyticus Bacteria; 
136172 Bacteria_16S 


Paeniba 
gi 


Firmicutes; 
392566 392646 1 


Bacillales; 
81 


massiliensis strain 2301065 16S ribosomal RNA, partial 


massiliensis Bacteria; 
136172 Bacteria_16S 
asymbiotica subsp. 


Proteobacteria; 
136172 Bacteria_16S 
favisporus strain 


Bacteria; 


136172 Bacteria_16S 


Firmicutes; 


136172 Bacteria_16S 
oleivorans strain 
Proteobacteria; Gammaproteobacteria; Oceanosp 
136172 Bacteria_16S 
strain CK55 16S ribosomal RNA, partial sequence 
Clostridia; 


418758 418834 1 77 gi| 265678775 

strain LCl 16S ribosomal RNA, partial sequence 418286 41972 

Gammaproteobacteria; Oceanospirillales; Halomonad 

432709 432789 1 81 gi| 265678766 

GMP01 16S ribosomal RNA, partial sequence 43219 

Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 

510898 510978 1 81 gi| 265678711 

strain Tf 16S ribosomal RNA, partial sequence 510382 51190 
Bacillales; Bacillaceae; Geobacillus. 

577867 577943 1 77 gi| 265678667 

MIL-1 16S ribosomal RNA, partial sequence 57740 


Bacteria; 


Firmicutes; 


Paenibac 
gi 


Firmicutes; Bacillales; 
400179 400247 1 69 


Enterobacteriaceae; Photorhabdus. 


652146 652222 1 77 


gi 


Clostridiales; Clostridiaceae; 


complete sequ 
Gammaproteobacteria; 


4068567 40700 
Gammaproteobacteria; Legionellales; Coxiellaceae; 
4104804 41063 
6S ribosomal RNA, partial sequence 4169129 41706 


Gammaproteobacteria; Alteromonadales; Alteromonad 


complete sequence 


25762 


Clostridiales; 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriales; 
136172 Bacteria_16S 


219846300 


219846173 


219846149 


219846100 


265679056 


teria; Des 
265679046 
27159 
Clostridiu 
265679041 

33436 
obacterine 
265679017 


diales; Ve 
265678930 
equence 

ria; Desul 


265678922 
1 sequence 
Clo 
265678885 
quence 

; Rubrobac 


265678873 
quence 
teria; Des 
265678865 
RNA, part 


265678804 
sequence 
cillaceae; 

265678793 
sequence 
illaceae; 

265678788 


irillales; 


ref|NR_025890.1] Halomonas 
ence 3891636 3893166 Halomonas 
Oceanospirillales; Halomonadaceae; 


ref|NR_025763.1| Aquicella lusitana 
48 Aquicella lusitana Bacteria; 
Aquicella. 

ref|NR_025739.1| Paenibacillus lactis 


11 Paenibacillus lactis Bacteria; 


ref|NR_025690.1| Marinobacter excellens 
64 Marinobacter excellens Bacteria; 


aceae; Marinobacter. 
ref |NR_029364.1| Desulfovibrio 
10342 11910 Desulfovibrio 


ulfovibrionales; Desulfovibrionaceae; 
ref|NR_029354.1| Clostridium roseum 
Clostridium roseum Bacteria; 
m. 
ref |NR_029349.1| Atopobium vaginae 
34786 Atopobium vaginae Bacteria; 
ae; Coriobacteriaceae; Atopobium. 
ref |NR_029325.1| Schwartzia 
69637 71125 Schwartzia 
illonellaceae; Schwartzia. 
ref|NR_029238.1] Pelobacter 
198985 200521 Pelobacter 


furomonadales; Pelobacteraceae; 
ref |NR_029230.1| Clostridium 
209908 211410 Clostridium 
stridiaceae; Clostridium. 
ref|NR_029191.1] Rubrobacter 
261591 263140 Rubrobacter 
terales; Rubrobacterineae; 
ref|NR_029179.1] Geobacter 
279814 281221 Geobacter 


ulfuromonadales; Geobacteraceae; 
ref|NR_029171.1| Aggregatibacter 
ial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


ref|NR_029109.1| Paenibacillus 
375101 376646 Paenibacillus 

Paenibacillus. 

ref|NR_029098.1| Paenibacillus 
392074 393575 Paenibacillus 

Paenibacillus. 

ref|NR_029093.1] Photorhabdus 


rtial sequence 399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 
aceae; Halomonas. 
ref|NR_029071.1| Paenibacillus 

6 433742 Paenibacillus favisporus 
ref|NR_029016.1| Geobacillus debilis 
6 Geobacillus debilis Bacteria; 


ref|NR_028972.1| Thalassolituus 
5 578770 Thalassolituus oleivorans 
Thalassolituus. 


265678615 


ref|NR_028920.1| Clostridium uliginosum 


651676 653112 Clostridium uliginosum Bacteria; 


Clostridium. 


136172 Bacteria_16S 
strain NGA 16S ri 
Sy 
136172 Bacteria_16S 
strain 6111 16S r 
G 
136172 Bacteria_16S 
marismortui strai 
Firmicu 
136172 Bacteria_16S 


Synergistetes; 


Proteobacteria; 


Bacteria; 


strain 9A01 16S r 
Proteobacteria; 


nematophilus stra 
nematophilus Bact 


136172 Bacteria_16S 


strain J72 16S ri 


G 
136172 Bacteria_16S 


ibosomal RNA, partial sequence 


bosomal RNA, partial sequence 


698584 69993 


789013 79048 


676386 676454 1 69 gi|265678598|ref|NR_028903.1| Anaerobaculum mobile 
bosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
nergistia; Synergistales; Synergistaceae; Anaerobaculum. 

699063 699141 1 79 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

718546 718626 1 81 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
n 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
tes; Bacillales; Bacillaceae; Virgibacillus. 

747254 747357 1 102 gi| 265678548 |ref|NR_028852.1| Acinetobacter gerneri 
ibosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

761770 761850 1 81 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
in NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

789451 789533 1 83 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

136172 Bacteria_16S 812534 812602 1 69 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
136172 Bacteria_16S 839960 840036 6 82 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

136172 Bacteria_16S 957763 957843 1 81 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

136172 Bacteria_16S 959300 959380 1 81 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 967031 967107 1 77 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

136172 Bacteria_16S 977592 977668 1 71 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

136172 Bacteria_16S 1006854 1006934 1 81 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 1011370 1011450 1 81 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

136172 Bacteria_16S 1118808 11189111 102 gi|228716249|ref|NR_027549.1| Escherichia fergusonii 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 1119805 Escherichia fergusonii ATCC 35469 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
136172 Bacteria_16S 1185382 1185485 1 102 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

136172 Bacteria_16S 1186893 1186996 1 102 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

136172 Bacteria_16S 1188404 1188507 1 102 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

136172 Bacteria_16S 1189915 1190018 1 102 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

136172 Bacteria_16S 1211200 1211276 1 77 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

136172 Bacteria_16S 1212677 1212753 1 77 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

136172 Bacteria_16S 1270034 1270137 1 102 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

136172 Bacteria_16S 1338134 1338236 1 102 gi|228721484|ref|NR_027607.1] Cupriavidus 


metallidurans strain CH34 16S ribosomal RNA, partial sequence 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Cupriavidus. 


1337638 1339130 Cupriavidus 


136172 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


136172 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


136172 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


136172 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


136172 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


ibosomal RNA, partial sequence 
rochaetales; 
1504679 1504755 1 77 gi 

164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1512142 15122101 69 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


136172 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


136172 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


136172 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


136172 Bacteria_16S 


LMG 2096 
G 


strain 
Proteobacteria; 


136172 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


136172 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


136172 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


136172 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


136172 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


136172 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


136172 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


136172 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


136172 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


136172 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


136172 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; G 


136172 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


136172 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


136172 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


1667052 1667155 1 102 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1706712 1706788 1 77 gi 
bosomal RNA, partial sequence 


1466484 14678 
Spirochaetaceae; Treponema. 


219846440 
uence 

les; Eubac 
219878127 


1511717 15130 


steurellac 
219878430 

16665 
Enterobac 

219878403 


1706248 17077 


1356452 1356567 1 114 gi|228720131|ref|NR_027589.1| Clostridium 
ain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
1435070 1435150 1 81 gi|224581431|ref|NR_027213.1| Paenibacillus 
n 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
1466912 1466988 6 82 gi|224581408|ref|NR_027189.1| Treponema putidum 


91 Treponema putidum Bacteria; 


ref|NR_026031.1 
1504208 150555 
teriaceae; Eubacterium. 
ref|NR_025266.1| Histophilus somni 
77 Histophilus somni Bacteria; 
eae; Histophilus 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Escherichia. 
ref|NR_025542.1| Clostridium diolis 
30 Clostridium diolis Bacteria; 


Eubacterium saphenum 
0 Eubacterium saphenum 


Escherichia albertii 
ichia albertii Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

1741752 1741820 1 69 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
SM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
m. 

1784067 1784143 1 77 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
9 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1914860 1914940 1 81 gi|219878252|ref|NR_025391.1| Paenibacillus 
n CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

1942334 19424141 81 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 


16S ribosomal RNA, partial sequence 1941853 19433 


lales; Paenibacillaceae; 
1968251 1968331 1 81 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
1975718 1975798 1 81 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
1989780 1989883 1 102 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


gi 


1991328 1991431 1 102 gi 


Paenibacillus. 


219878216 


1967755 19691 


edis; Ther 
219878211 
ce 19752 
acterales; 
219878202 
al sequenc 
teria; Ent 


219878201 


16S ribosomal RNA, partial sequence 1990842 19923 


ammaproteobacteria; Enterobacteriales; 
1992871 1992974 1 102 gi 


Enterobac 
219878200 


6S ribosomal RNA, partial sequence 1992387 19938 


ammaproteobacteria; Enterobacteriales; 
1994419 1994522 1 102 gi 


16S ribosomal RNA, partial sequence 1993927 19 


ammaproteobacteria; Enterobacteriales; 
1995954 1996057 1 102 gi 


6S ribosomal RNA, partial sequence 1995493 19 


ammaproteobacteria; Enterobacteriales; 
2000572 2000675 1 102 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2003640 2003743 1 102 gi 


6S ribosomal RNA, partial sequence 2003168 20 


ammaproteobacteria; Enterobacteriales; 
2038296 2038376 1 81 gi 


Enterobac 
219878199 
954 

Enterobac 
219878198 
969 

Enterobac 
219878195 
20000 
cteriales; 
219878193 
046 

Enterobac 
219878169 


16S ribosomal RNA, partial sequence 2037802 20393 


lales; Bacillaceae; Virgibacillus. 
2047682 2047762 1 81 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
2059987 2060063 1 77 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 


gi 


136172 Bacteria_16S 


2107214 21072907 83 gi 


219878160 


2047168 20487 


219878150 
20595 
Eubacteriu 
219878115 


47 Paenibacillus cookii Bacteria; 

ref|NR_025355.1| Thermicanus aegyptius 
80 Thermicanus aegyptius Bacteria; 

micanus. 
ref |NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Serratia 

1 Serratia 

Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref|NR_025339.1| Serratia fonticola 
76 Serratia fonticola Bacteria; 
teriaceae; Serratia. 

ref|NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 

ref|NR_025337.1| Rahnella aquatilis 
65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 

ref |NR_025334.1| Obesumbacterium 

96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref |NR_025332.1| Budvicia aquatica 

48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 

ref |NR_025308.1| Virgibacillus proomii 
07 Virgibacillus proomii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


ref |NR_025299.1 
07 Paenibacillus 


ref|NR_025289.1| Eubacterium sulci 
20 2060972 Eubacterium sulci Bacteria; 
m. 

ref|NR_025254.1| Alkanindiges 


illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 


illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Alkanindiges. 


136172 Bacteria_16S 2239016 2239119 1 102 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

136172 Bacteria_16S 2240527 2240630 1 102 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

136172 Bacteria_16S 2242038 22421411 102 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

136172 Bacteria_16S 2243549 2243652 1 102 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

136172 Bacteria_16S 2266638 2266718 1 81 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

136172 Bacteria_16S 2286457 2286537 1 81 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

136172 Bacteria_16S 2363547 2363615 1 69 gi|219857485|ref|NR_025073.1| Haemophilus felis 


strain ATCC49733 
Proteobacteria; 


strain ATCC 33531 
Bacteria; Proteob 


136172 Bacteria_16S 


G 
136172 Bacteria_16S 


ammaproteobacteria; Pasteurellales; Pa 
2462232 2462335 1 102 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2471408 2471476 1 69 gi 


versutus strain AL2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


136172 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


136172 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


136172 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


136172 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


136172 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


136172 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


136172 Bacteria_16S 


strain IFO 15467 


Proteobacteria; G 


136172 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; G 


136172 Bacteria_16S 


strain IFO 16068 


acteria; Gammaproteobacteria; Chromati 
2600008 2600111 1 102 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2620210 2620313 1 102 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2638483 2638551 1 69 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


2788844 2788924 1 81 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2811257 2811372 1 114 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2846158 2846234 1 77 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2930481 2930557 1 77 gi 


ammaproteobacteria; Oceanospirillales; 
2947206 2947309 1 102 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2954632 29547141 83 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


136172 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


136172 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


136172 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


136172 Bacteria_16S 


2983591 29836711 81 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3001929 3002009 1 81 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3056536 3056604 1 69 gi 
train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


gi 


3234725 3234840 1 114 


gi 


st 


ct 


al 


al 


ri 


E 


ue 


ri 


ce 


ni 


s 


av 


mi 


0 


E 


ne 


ne 
vi 


se 
ct 


16S ribosomal RNA, partial sequence 2363042 23645 


eurellac 


219857408 


24617 
eriales; 


219857402 


24709 


es; Ecto 


219857268 


sequenc 
a; Paste 


219857252 


26197 
nterobac 


219857232 


nce 


a; Paste 


219857124 


27883 


equence 
obacteri 


219856893 


28456 
ly XIII. 


219856836 
16S ribosomal RNA, partial sequence 2930007 29314 


ceanobac 


219856825 
2946729 29481 


nterobac 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


bacterin 


219846934 
2983106 29845 


219846922 


e 30014 
bacillus 


219846884 


quence 
eria; Ae 


219846764 


bacillus. 
219857109 


76 Haemophilus felis Bacteria; 
eae. 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Kluyvera georgiana 
ra georgiana Bacteria; 
era. 
Actinobacillus 
1 Actinobacillus 
urellaceae; 


ref|NR_024752.1 
65 2789727 Paenib 


Paenibacillus 
acillus koleovorans 


Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 


ref |NR_024737.1 

2810779 281222 
ales; Flavobacte 
ref|NR_024712.1 
66 2847142 Mogiba 


Incertae Sedis; 


ref|NR_024655.1| Oceanobacter kriegii 
58 Oceanobacter kriegii Bacteria; 

ter. 

ref|NR_024644.1| Serratia rubidaea 

70 Serratia rubidaea Bacteria; 
teriaceae; Serratia. 

ref |NR_024639.1| Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 


ref|NR_026514.1 
33 3002946 Brevib 
ref|NR_026476.1 

3056079 305754 
romonadales; Suc 


Brevibacillus 
acillus thermoruber 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


ref|NR_026356.1| Thermosyntropha 


lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 


Bacteria; Firmicu 


tes; Clostridia; Clostridiales; 


Syntrophomonadaceae; 


Thermosyntropha. 


136172 Bacteria_16S 


3270936 3271039 1 


102 gi 


strain ATCC 13313 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


136172 Bacteria_16S 


3272474 3272577 1 


102 gi 


strain ATCC 29903 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


136172 Bacteria_16S 


3319627 3319703 1 


a4 gi 


pantelleriensis strain AAP 16S ribosomal RNA, partial s 


pantelleriensis Bacteria; 


Halomonas. 
136172 Bacteria_16S 


Proteobacteria; 


3353069 3353145 1 
strain FB2 16S ribosomal RNA, partial sequence 


Gammaproteoba 


77 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


136172 Bacteria_16S 


3389667 3389747 1 


chliarophilus strain ATCC 700543 16S ribosomal RNA, par 


chliarophilus Bacteria; 


136172 Bacteria_16S 


Deinococcus-Thermus; 
3539200 3539280 1 


81 gi 
Deinococci 
81 gi 


219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846706 
equence 

cteria; Oc 


219846682 


3352589 33540 


Halomonad 
219846652 
tial seque 
; Thermale 
219846550 


strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 35402 


Firmicutes; Bacillales; 


136172 Bacteria_16S 


136172 Bacteria_16S 


Bacillaceae; 
3540772 3540852 1 
strain DSM 8720 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; 


3592644 35927201 


Bacillus. 


81 gi 


77 gi 


219846549 


complete sequence 3540266 35417 
Bacillus. 


219846513 


strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 


Firmicutes; Clostridia; 


136172 Bacteria_16S 


Clostridiales; 
3633451 3633519 1 


Clostridiaceae; 


69 gi 


succiniciproducens strain S411 16S ribosomal RNA, parti 


succiniciproducens Bacteria; 


Anaerobiospirillum. 
136172 Bacteria_16S 


Proteobacteria; 


3667137 3667240 1 


Gammaprote 


102 gi 


strain ATCC 15712 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 


136172 Bacteria_16S 


3695857 3695925 1 


69 gi 


porcinus strain NM319 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteure 


136172 Bacteria_16S 


136172 Bacteria_16S 


3837054 38371301 
strain 62 16S ribosomal RNA, partial sequence 


3904346 3904426 1 


77 gi 


Clostridiu 
219846483 
al sequenc 
obacteria; 


219846459 
36666 
cteriales; 
219846439 
ce 36953 
llales; Pa 
219846337 


3836584 38380 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


81 gi 


amylolyticus strain NRRL NRS-290 16S ribosomal RNA, par 


amylolyticus Bacteria; 


136172 Bacteria_16S 


Firmicutes; 
3984716 3984831 1 


Bacillales; Paenibac 


114 gi 


Halomonad 
219846292 
tial seque 
illaceae; 

219846235 


strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 39856 


Bacteroidetes; Sphingobacteria; 
4026702 4026805 1 


136172 Bacteria_16S 


Sphingobacteriales; Fla 


102 gi 


alkenivorans strain PF2803 16S ribosomal RNA, partial s 


alkenivorans Bacteria; 


Desulfatibacillum. 
136172 Bacteria_16S 


136172 Bacteria_16S 


Proteobacteria; 


4094901 4095004 1 
strain P2 16S ribosomal RNA, partial sequence 


4123556 41236241 


Deltaproteobacte 


102 gi 


mmeovirgac 
219846205 
equence 

ria; Desul 


219846156 


4094388 40957 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


69 gi 


psittacicida strain Gerl. 236/81 16S ribosomal RNA, par 


psittacicida Bacteria; 


Volucribacter. 
136172 Bacteria_16S 


Proteobacteria; 


4165151 41652541 


Gammaproteobacte 


102 gi 


aliphaticivorans strain CV2803 16S ribosomal RNA, parti 


aliphaticivorans Bacteria; 


Desulfatibacillum. 
136172 Bacteria_16S 


Proteobacteria; 


4209097 4209177 1 


Deltaproteob 


81 gi 


salicampi strain SF-20 16S ribosomal RNA, partial seque 


Bacteria; Firmicutes; 


136172 Bacteria_16S 


Bacillales; 
4245434 4245537 1 
strain U 5/41 16S ribosomal RNA, partial sequence 


Bacillaceae; Lentibac 


102 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


136172 Bacteria_16S 


condimenti strain F-2 16S ribosomal RNA, 
Bacteria; Firmicutes; 


136172 Bacteria_16S 


strain F 16S ribosomal RNA, partial sequence 83062 
Clostridia; Clostridiales; 


Bacillales; 


84 gi 


complete seque 
Staphylococcus. 


80 gi 


84529 
Ruminococcaceae; Anaerofilum. 


Desulfoba 
219846134 
tial seque 
ria; Paste 


219846104 
al sequenc 
acteria; D 


219846069 
nce 42085 
illus. 

219722938 


4244934 42463 


Enterobac 
265679037 
nce 39179 


265679007 


47 3271933 Shigel 
aceae; Shige 


84 3273471 Shigel 
aceae; Shige 


3319157 332063 
spirillales; 


hermaceae; 


e 3633011 363447 
omonadales; 


79 3668133 Brenne 
erobacteriac 


71 3696836 Actino 
rellaceae; 


ibacillus. 


4026183 402770 
cterales; De 


lales; Paste 


e 4164674 416611 
fobacterales 


91 4210111 Lentib 


NR_026332.1 


NR_026331.1 


NR_026298.1 


NR_026274.1 


NR_026244.1 


338924 


NR_026142.1 


NR_026141.1 


NR_026105.1 


NR_026075.1 


NR_026050.1 


NR_026030.1 


NR_025927.1 


NR_025882.1 


390383 


NR_025825.1 


Roseivirga. 
NR_025795.1 


NR_025746.1 


NR_025724.1 
412310 


NR_025694.1 


NR_025659.1 


NR_024570.1 


NR_029345.1 


40723 Staphy 


NR_029315.1 


Shigella dysenteriae 


la dysenteriae Bacteria; 
lla. 


Shigella flexneri 


la flexneri Bacteria; 
lla. 


Halomonas 


3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
e; Halomonas 


Meiothermus 


4 3390664 Meiothermus 
Meiothermus. 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Anaerobiospirillum 


8 Anaerobiospirillum 
Succinivibrionaceae; 


Brenneria salicis 


ria salicis ATCC 15712 
eae; Brenneria. 


Actinobacillus 


bacillus porcinus 
Actinobacillus. 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
e; Halomonas. 


Paenibacillus 


4 3905341 Paenibacillus 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Desulfatibacillum 


6 Desulfatibacillum 
sulfobacteraceae; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


aceae; Desulfofaba. 


Volucribacter 


3 4124536 Volucribacter 
urellaceae; 


Desulfatibacillum 


9 Desulfatibacillum 


Desulfobacteraceae; 


Lentibacillus 


acillus salicampi 


Escherichia coli 


83 Escherichia coli Bacteria; 


aceae; Escherichia. 


Staphylococcus 


lococcus condimenti 


Anaerofilum agile 


Anaerofilum agile Bacteria; Firmicutes; 


136172 Bacteria_16S 86597 86676 1 80 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

136172 Bacteria_16S 112546 112625 1 80 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

136172 Bacteria_16S 121869 121948 1 80 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
136172 Bacteria_16S 152112 152191 1 80 gi| 265678961 |ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

136172 Bacteria_16S 187274 187353 1 80 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

136172 Bacteria_16S 204164 204243 1 80 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

136172 Bacteria_16S 244216 244295 1 80 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

136172 Bacteria_16S 312236 312319 1 84 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

136172 Bacteria_16S 632341 632424 1 84 gi|265678629|ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

136172 Bacteria_16S 665758 665837 1 80 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

136172 Bacteria_16S 700500 700579 1 80 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

136172 Bacteria_16S 764899 764978 1 80 gi| 265678536 |ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

136172 Bacteria_16S 797122 797201 1 80 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

136172 Bacteria_16S 804823 804902 1 80 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 


strain AIP313.00 
Firmicutes; Clost 


136172 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


136172 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


136172 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


136172 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


136172 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


136172 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


136172 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


136172 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


ridia; Clostridiales; Veillonellaceae; 
898949 899028 1 80 gi 


Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
902042 902121 1 80 gi 


ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


925311 925394 1 84 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
940665 940744 1 80 gi 


gi 


hingobacteria; Sphingobacteriales; Chi 
980573 980677 1 102 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
993129 993208 1 80 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1026598 1026677 1 80 gi 


n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1061643 1061722 1 80 gi 
758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 


136172 Bacteria_16S 


1109729 1109808 1 80 gi 


16S ribosomal RNA, partial sequence 804384 80579 


Anaeroglo 
265678445 
nce 89842 
nibacillus 
265678443 
quence 
eria; Chro 


265678428 


924822 92631 


Desulfoba 
265678418 


6S ribosomal RNA, partial sequence 940206 94166 


tinophagac 
265678390 
ce 98009 
obacterale 
265678382 
ce 99261 
phomonadac 
265678360 
uence 

ia; Syntro 


265678336 
ce 10611 
iales; Chi 
265678302 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 


aerofaciens Bacte 
Coriobacteriaceae 


ria; Actinobacteria; 
Collinsella. 


Coriobacteridae; 


v 


Coriobacte 


1 Anaeroglobus 
bus. 
ref|NR_028747.1 
7 899962 Paenib 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 


ref|NR_028730.1 
cteraceae; Desul 
ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinophag 
ref|NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_028662.1 

1026088 102759 
phobacterales; S 


ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 


geminatus Bacteria; 


Paenibacillus 
acillus koreensis 


Thioalkalivibrio 
Thioalkalivibrio 


iorhodospiraceae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Syntrophomonas 
phomonas sapovorans 
nas. 
Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Chitinophaga 
ophaga japonensis 
hitinophaga. 
Collinsella 


ref |NR_028604.1 
1109258 111072 
riales; Coriobac 


0 Collinsella 
terineae; 


136172 Bacteria_16S 


DSM 
Bacteria; 


DSM 
Bacteria; 


20544 16S ribosomal RNA, partial sequence 
Firmicutes; 
136172 Bacteria_16S 

14365 16S ribosomal RNA, partial sequence 


1164237 1164316 1 80 gi 


Clostridia; 


1209704 1209783 1 80 gi 


Proteobacteria; Deltaproteobacteria; Myxococc 
136172 Bacteria_16S 
schleiferi subsp. 


1318267 1318350 1 84 gi 
coagulans strain GA 211 16S ribosomal 


1319809 1319892 1 84 gi 


capitis subsp. urealyticus Bacteria; Firmicutes; Bacill 


136172 Bacteria_16S 
carnosus subsp. 
carnosus subsp. 
136172 Bacteria_16S 
strain GD521 16S 


Firmicutes; 


Firmicutes; 


Bacteria; 


Firmicutes; 


Bacillales; 
136172 Bacteria_16S 
51271 16S ribosomal RNA, 


Firmicutes; 
136172 Bacteria_16S 

papyrosolvens DSM 
2782 Bacteria; 
136172 Bacteria_16S 
strain DSM 1672 1 


1321351 1321434 1 84 gi 
carnosus strain 361 16S ribosomal RNA, 
carnosus Bacteria; Firmicutes; Bacillal 
1433542 1433625 1 84 gi 
ribosomal RNA, partial sequence 
Staphylococcus. 
1498740 1498823 1 
complete sequence 


84 gi 


Clostridia; Clostridiales; Lachnospiraceae; 
136172 Bacteria_16S 
strain ATCC 35185 


1524256 1524335 1 80 gi 
16S ribosomal RNA, partial sequence 

Clostridia; Clostridiales; Veillo 
1577035 15771141 80 gi 
2782 16S ribosomal RNA, complete sequ 
Firmicutes; Clostridia; Clostridiales; C 
1747855 1747934 1 80 gi 


Clostridiales; Veillonellaceae; 
1800712 1800791 1 80 gi 


stellifer strain IS1 16S ribosomal RNA, partial sequenc 


Bacteria; 


Firmicutes; 
136172 Bacteria_16S 


Pae 
gi 


Bacillales; Paenibacillaceae; 
1808471 1808554 1 84 


antarcticus strain CMS 26o0r 16S ribosomal RNA, partial 


antarcticus Bacteria; 
136172 Bacteria_16S 
strain BM5 16S ribosomal RNA, partial sequence 


Planococc 
80 gi 


Firmicutes; Bacillales; 
1966734 1966813 1 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 


136172 Bacteria_16S 
strain DSM 176 16S ribosomal RNA, 


2024705 2024784 1 80 gi 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 


136172 Bacteria_16S 
strain DSM 169 16S ribosomal RNA, partial sequence 
Proteobacteria; 
136172 Bacteria_16S 
strain P-1 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


136172 Bacteria_16S 


2029241 2029320 1 80 gi 
Gammaproteobacteria; Chromatiales; Chro 
2108742 2108821 1 80 gi 


Clostridiales; 
2140546 2140625 1 


Clostridiaceae; 
80 gi 


micronuciformis strain AIP 412.00 16S ribosomal RNA, pa 


micronuciformis Bacteria; 
136172 Bacteria_16S 


Clost 
gi 


Firmicutes; Clostridia; 
2225260 2225339 1 80 


daejeonensis strain AM141 16S ribosomal RNA, partial se 


daejeonensis Bacteria; 
136172 Bacteria_16S 
kribbensis strain 


Bacteria; 


Bacteria; 


Firmicutes; 
136172 Bacteria_16S 
stercorarium subsp. 
Clostridium stercorarium subsp. 
Clostridiaceae; 
136172 Bacteria_16S 
limimaris strain 
Proteobacteria; Deltaproteobacteria; 
136172 Bacteria_16S 


Firmicutes; Bacillales; Paenibac 
2226821 2226900 1 80 gi 
AM49 16S ribosomal RNA, partial seque 
Bacillales; Paenibacillaceae; Pae 
2325746 2325825 1 80 gi 
leptospartum strain ATCC 35414 16S 


Clostridium. 

2354323 2354402 1 80 gi 

DCB-M 16S ribosomal RNA, partial seque 

Syntroph 
gi 


2569240 2569319 1 80 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial 


frigidicarnis Bacteria; 
136172 Bacteria_16S 


Clostri 
gi 


Firmicutes; Clostridia; 
2607794 2607873 1 80 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, part 


naphthovorans Bacteria; 
136172 Bacteria_16S 

strain Se-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


Proteobacteria; Gammaproteobact 


leptospartum Bacteria; 


228720667 


1163739 11652 
Clostridiales; Veillonellaceae; 


228715350 


1209193 12106 
Nannocys 


ales; 
228715349 
228715347 


ales; 
228715346 


es; 
224581433 


1433051 14345 


219846656 


1498269 1499735 Catonella 
Catonella. 


219857527 


nellaceae; 
219846510 


219878375 


6S ribosomal RNA, partial sequence 1747351 17488 
Clostridia; 
136172 Bacteria_16S 


219878335 


219878330 
sequence 
aceae; 
219878217 


1966261 19677 


matiaceae; 
219878179 


complete sequence 2024259 20257 


matiaceae; 
219878176 


2028754 20301 


matiaceae; 
219873437 


2108290 21097 
Clostridium. 


219857641 


ridiales; 
219857582 
quence 
illaceae; 
219857581 
nce 22263 


219857512 
ribosomal 


219857491 
nce 23538 


219857288 
sequence 
diales; 

219857263 


eria; 


2629379 2629458 1 80 gi 


Deinococci; Thermales; Thermaceae; 


219857239 


Thermus. 


RNA, partial 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
136172 Bacteria_16S 


subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequenc 


Staphylo 


partial sequen 
Staphyloco 


15237 


ence 15765 


lostridiaceae; 


e 18002 


nibacillus. 


Planoco 


rtial sequence 


Clostr 


ial sequen 
Oceanosp 


ref 


Mit 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Sel 


ref 


ref 


ref 


ref 


ref 


Thi 
ref 


Iso 
ref 


Chr 


ref 


ref 


Veil 


Paen 
ref 


ref 
RNA, 


Firmicutes; 


ref 


ref 


ref 


tineae; 

sequence 
e 131930 
coccus. 


ce 
ccus. 


42 1525238 Seleno 
enomonas. 


77 1578067 Clostr 


19 1801737 Paenib 


1807983 180946 
ccus. 


08 Isochromatium 
chromatium. 


lonellaceae; 


ibacillus. 


29 2227839 Paenib 
nibacillus. 


08 2355330 Desulf 
obacterales; Syntrophaceae 


2568768 257024 
idiaceae; Cl 


ce 2607312 260877 
irillales; N 


ref 


NR_027596.1 
NR_027522.1 
NR_027521.1 
NR_027519.1 
NR_027518.1 
132084 
NR_027215.1 
NR_026248.1 
morbi ATCC 


NR_025115.1 


NR_026102.1 


Clostridium. 


NR_025514.1 


NR_025474.1 


NR_025469.1 


NR_025356.1 


NR_025318.1 


NR_025315.1 


NR_026099.2 


NR_025230.1 


214009 


NR_025169.1 


NR_025100.1 
partial seq 


NR_025079.1 


NR_024919.1 


NR_024894.1 


Clostridia; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 
suokella. 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
Haliangiaceae; Haliangium. 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Catonella morbi ATCC 
51271 Bacteria; 


Selenomonas sputigena 
monas sputigena 


Clostridium 
idium papyrosolvens DSM 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
Megamonas. 


Paenibacillus 
acillus stellifer 


Planococcus 
1 Planococcus 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 
ocapsa. 


Isochromatium buderi 
buderi Bacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 
omatium. 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Paenibacillus 

8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Clostridium 
uence 2325260 2326777 
Clostridiales; 


Desulfomonile 

omonile limimaris 

; Desulfomonile. 
Clostridium 

8 Clostridium 

ostridium. 

Neptunomonas 

7 Neptunomonas 

eptunomonas. 


NR_024867.1 


Thermus scotoductus 


2628913 2630381 Thermus scotoductus Bacteria; 


136172 Bacteria_16S 2682279 2682358 1 80 gi|219857201|ref|NR_024829.1| Clostridium 


straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
136172 Bacteria_16S 2775134 2775213 1 80 gi|219857133|ref|NR_024761.1| Streptomyces platensis 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 2791742 2791821 1 80 gi|219857122|ref|NR_024750.1| Coprococcus catus 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 
136172 Bacteria_16S 2874148 2874227 1 80 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 


136172 Bacteria_16S 2909250 2909333 1 84 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

136172 Bacteria_16S 2910794 2910877 1 84 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

136172 Bacteria_16S 2913880 2913963 1 84 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

136172 Bacteria_16S 2915423 2915506 1 84 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

136172 Bacteria_16S 2918479 2918558 1 80 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 


thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 


136172 Bacteria_16S 2935008 2935087 1 80 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
136172 Bacteria_16S 3019945 3020024 1 80 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

136172 Bacteria_16S 3160475 3160558 1 84 gi|219846815|ref|NR_026407.1| Desulfuromonas 


thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 


136172 Bacteria_16S 3278529 3278612 1 84 gi|219846735|ref|NR_026327.1| Acetobacterium 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

136172 Bacteria_16S 3281567 3281650 1 84 gi|219846733|ref|NR_026325.1| Acetobacterium 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 
carbinolicum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 


136172 Bacteria_16S 3283091 3283174 1 84 gi|219846732|ref|NR_026324.1| Acetobacterium 
wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

136172 Bacteria_16S 3284616 3284699 1 84 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
136172 Bacteria_16S 3430261 3430343 1 83 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
136172 Bacteria_16S 3496660 3496739 1 80 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 
136172 Bacteria_16S 3526953 3527032 1 80 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

136172 Bacteria_16S 3531513 3531592 1 80 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 
136172 Bacteria_16S 3594175 35942541 80 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


136172 Bacteria_16S 3630462 3630541 1 80 gi|219846485|ref|NR_026077.1| Geobacter pelophilus 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 3631435 Geobacter pelophilus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

136172 Bacteria_16S 3790020 3790095 7 82 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


136172 Bacteria_16S 3844717 3844800 1 84 
strain AW 25 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Staphylococcus. 

136172 Bacteria_16S 3876625 3876704 1 80 
strain Wai33 16S ribosomal RNA, partial sequence 


gi 
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3844228 38456 


gi 
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Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 
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26 Thermus filiformis Bacteria; 


Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

136172 Bacteria_16S 3878145 3878224 1 80 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

136172 Bacteria_16S 4106816 4106891 7 82 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

136172 Bacteria_16S 4198540 4198619 1 80 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

136172 Bacteria_16S 9402 9468 1 67 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

136172 Bacteria_16S 13955 14037 1 83 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

136172 Bacteria_16S 41289 41355 1 67 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

136172 Bacteria_16S 68650 68716 1 67 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

136172 Bacteria_16S 103423 103505 1 83 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

136172 Bacteria_16S 107943 108009 1 67 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

136172 Bacteria_16S 109431 109513 1 83 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

136172 Bacteria_16S 117245 117311 1 67 gi| 265678984 |ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

136172 Bacteria_16S 118765 118847 1 83 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

136172 Bacteria_16S 123356 123438 1 83 gi| 265678980 |ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
136172 Bacteria_16S 136973 137055 1 83 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

136172 Bacteria_16S 138532 138614 1 83 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
136172 Bacteria_16S 140061 140143 1 83 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
136172 Bacteria_16S 141564 141630 1 67 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

136172 Bacteria_16S 143047 143113 1 67 gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 
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136172 Bacteria_ 
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ref 


La 
ref 
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Arthrobacter roseus 


9 Arthrobacter roseus Bacteria; 
crococcaceae 


’ 


Arthrobacter. 
Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

136172 Bacteria_16S 662615 662681 1 67 gi|265678607|ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

136172 Bacteria_16S 668691 668773 1 83 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

136172 Bacteria_16S 680917 680983 1 67 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

136172 Bacteria_16S 682322 682388 1 67 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

136172 Bacteria_16S 689948 690014 1 67 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

136172 Bacteria_16S 691500 691566 1 67 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

136172 Bacteria_16S 701985 702051 1 67 gi|265678581|ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

136172 Bacteria_16S 709186 709252 1 67 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

136172 Bacteria_16S 710744 710810 1 67 gi|265678575|ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

136172 Bacteria_16S 712275 712341 1 67 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
136172 Bacteria_16S 713834 713916 1 83 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

136172 Bacteria_16S 716939 717005 1 67 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
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136172 Bacteria_16S 1268471 1268537 1 67 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 

136172 Bacteria_16S 1280279 1280361 1 83 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

136172 Bacteria_16S 1290911 1290977 1 67 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

136172 Bacteria_16S 1293972 1294054 1 83 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

136172 Bacteria_16S 1315156 1315238 1 83 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 1316703 1316785 1 83 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

136172 Bacteria_16S 1325941 1326007 1 67 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

136172 Bacteria_16S 1333622 1333704 1 83 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

136172 Bacteria_16S 1342766 1342832 1 67 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 

136172 Bacteria_16S 1347410 1347476 1 67 gi|228720860|ref|NR_027598.1| Syntrophobacter 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Syntrophobacteraceae; Syntrophobacter. 

136172 Bacteria_16S 1348924 1349006 1 83 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

136172 Bacteria_16S 1354997 1355063 1 67 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

136172 Bacteria_16S 1371507 1371589 1 83 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

136172 Bacteria_16S 1412019 1412085 1 67 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 1413034 Algicola sagamiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 

136172 Bacteria_16S 1439705 1439787 1 83 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
136172 Bacteria_16S 1450363 1450429 1 67 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

136172 Bacteria_16S 1457787 1457869 1 83 gi|224581414|ref|NR_027195.1| Arcanobacterium 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Arcanobacterium. 

136172 Bacteria_16S 1459247 1459313 1 67 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

136172 Bacteria_16S 1460776 1460858 1 83 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
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ref|NR_025477.1 


ibri 
ref 


oO. 
NR_025476.1 


ibrio. 
ref|NR_025472.1 

1803341 180486 
cillus. 
ref|NR_025471.1 
e 1804913 180639 
ycetales; Microc 


ref|NR_025470.1 


; Cellulomonadac 


16S 1811499 1811581 1 83 gi| 219878328 
Ve 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 
Psychrobacter luti 
luti Bacteria; 
ae 
Psychrobacter 
fozii Bacteria; 
rs 
Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


fozii 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Virgibacillus 
7 Virgibacillus 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Virgibacillus 
2 Virgibacillus 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 


ref|NR_025467.1 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 
Curtobacterium flaccumfaciens pv. 


Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


Curtobacterium 
1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


136172 Bacteria_16S 1819176 1819258 1 83 gi| 219878323 |ref|NR_025462.1 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
136172 Bacteria_16S 1820709 1820791 1 83 gi| 219878322 |ref|NR_025461.1 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 182172 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Curtobacterium. 

136172 Bacteria_16S 1822233 18223151 83 gi|219878321|ref|NR_025460.1 


strain P 229/10 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
136172 Bacteria_16S 1834365 1834447 1 83 gi|219878312|ref|NR_025451.1 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 183531 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Microbacteriaceae; Gulosibacter. 

136172 Bacteria_16S 1848229 18483111 83 gi| 219878303 |ref|NR_025442.1 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 184924 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
Actinomycetaceae; Arcanobacterium. 

136172 Bacteria_16S 1855720 1855786 1 67 gi| 219878297 |ref|NR_025436.1 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 185659 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

136172 Bacteria_16S 1858687 1858753 1 67 gi| 219878295 |ref|NR_025434.1 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 185970 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Corynebacteriaceae; Corynebacterium. 

136172 Bacteria_16S 1860222 1860288 1 67 gi|219878294|ref|NR_025433.1 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 186123 
stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
Alteromonas. 

136172 Bacteria_16S 1887945 1888042 7 102 gi| 219878273 |ref|NR_025412.1 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 1887472 188893 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxe 
136172 Bacteria_16S 1901639 19017211 83 gi|219878262|ref|NR_025401.1 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 190257 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

136172 Bacteria_16S 1928761 1928827 1 67 gi| 219878242 |ref|NR_025381.1 
strain 2674 16S ribosomal RNA, partial sequence 1928261 19297 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
136172 Bacteria_16S 1930297 1930363 1 67 gi|219878241|ref|NR_025380.1 
strain 2693 16S ribosomal RNA, partial sequence 1929813 19313 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
136172 Bacteria_16S 1940789 1940871 1 83 gi|219878234|ref|NR_025373.1 


strain LMG 18435 
Firmicutes; 


strain DSM 5000 
Proteobacteria; 


136172 Bacteria_ 


strain DSM 30118 
Proteobacteria; 


136172 Bacteria_ 
5563 16S ribo 
Gammaproteobacter 
136172 Bacteria_ 


DSM 


strain 81H-380. 
Proteobacteria; 


136172 Bacteria_ 


strain S3/2-161 
Proteobacteria; 


136172 Bacteria_ 


Bacil 
136172 Bacteria_ 
auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 
136172 Bacteria_ 
haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 
136172 Bacteria_ 


1 


lales; Bacillaceae; Bacillus. 

16S 1953098 1953164 1 67 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

16S 1980370 1980452 1 83 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

16S 1988232 1988298 1 
1 
G 


67 gi 


ammaproteobacteria; Enterobacteriales; 
16S 1997499 1997565 1 67 gi 


G 
16S 


ammaproteobacteria; Enterobacteriales; 
1999038 1999104 1 67 gi 


Enterobacteriac 
67 gi 


Enterobacteriales; 
2002108 2002174 1 


ia; 
16S 


16S ribosomal RNA, partial sequence 2001636 20031 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Lemin 
16S 2005185 2005251 1 67 gi| 219878192 |ref|NR_025331.1 
16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Butti 
16S 2006731 2006797 1 67 gi|219878191|ref|NR_025330.1 


6S ribosomal RNA, partial sequence 1821775 18232 


16S ribosomal RNA, partial sequence 1940300 19418 


s 
Ac 


al 
ba 


E 


16S ribosomal RNA, partial sequence 1997016 19 


E 


ea 


219878226 


219878208 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


219878197 
219878196 
somal RNA, partial sequence 1998561 2000045 Pr 


219878194 


ref|NR_025365.1 
1952641 195404 
tales; Corynebac 


equence 
tinomyce 


ref |NR_025347.1 
e 1979903 198138 
Actinomycetale 


sequenc 
cteridae 


v 


ref |NR_025342.1 


teri 
ref 


nterobac aceae; Tatum 
NR_025336.1 
985 
bacteri 
ref 
a fo 
a. 


ref 


ntero aceae; Prote 


NR_025335.1 
agi ntium Bacter 


e; Pragi 


NR_025333.1 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Gulosibacter 

7 Gulosibacter 

occineae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Actinomyces 
5 Actinomyces 
mycineae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Corynebacterium 
7 Corynebacterium 
terineae; 


Arcanobacterium 
5 Arcanobacterium 


s; Actinomycineae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 


Buttiauxella gaviniae 


strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 


136172 Bacteria_ 
ferragutiae strai 
ferragutiae Bacte 


Buttiauxella. 


136172 Bacteria_ 


strain S$1/6-571 
Proteobacteria; 


136172 Bacteria_ 


strain LMG 31754 
Proteobacteria; 


136172 Bacteria_ 


carotovorum subs 


simulans strain 


Bacteria; Actinob 


Corynebacterium. 


136172 Bacteria_ 
elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 
136172 Bacteria_ 


heidelbergense s 
heidelbergense B 
Mycobacteriaceae 


136172 Bacteria_ 


strain SW-47 16S 
Proteobacteria; 


136172 Bacteria_ 


pinnipedii strai 
Bacteria; Actino 


Mycobacterium; My 
136172 Bacteria_ 


DSM 4568 16S rib 
Gammaproteobacte 


136172 Bacteria_ 


africanum strain 
africanum Bacter 
Mycobacteriaceae 


136172 Bacteria_ 


scrofulaceum str 
scrofulaceum Bac 
Mycobacteriaceae 


136172 Bacteria_ 


poriferae strain 
poriferae Bacter 
Mycobacteriaceae 


136172 Bacteria_ 


strain ATCC 1942 
Bacteria; Actino 
Mycobacterium; M 


136172 Bacteria_ 


strain ATCC 5138 
Actinobacteria; 


136172 Bacteria_ 


palatopharyngis 
palatopharyngis 
Pseudonocardiace 


136172 Bacteria_ 


strain MUP 1182 
Actinobacteria; 


136172 Bacteria_ 


strain F829 16S 
Actinobacteria; 


136172 Bacteria_ 


16S 2008275 2008341 1 67 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; 


16S 
1 
G 
16S 
1 
G 
16S 
Pp 


2009834 2009900 1 67 gi 
6S ribosomal RNA, partial sequence 20 


2026263 2026329 1 67 gi 
16S ribosomal RNA, partial sequence 
2027706 2027772 1 


67 gi 


; Enterobacteriaceae; 
16S 2030652 2030718 1 


Pectobacterium. 
67 gi 


e; Corynebacterium. 
16S 2036742 2036808 1 
U 


67 gi 


16S 2052355 2052421 1 67 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

16S 2090446 2090512 1 
t 
a 


67 gi 


Mycobacterium. 
16S 2101146 2101212 1 
ribosomal RNA, 
Gammapro 
16S 2111838 2111904 1 
n 6482 1 
bacteria 
cobacte 
16S 
osomal R 
ria; Enterobacteriales; 
16S 2128510 2128576 1 
ATCC 25420 16S 
ia; Acti 
; Mycoba 
16S 2129988 2130054 1 
ain ATCC 
t 


, 


7 
67 
partial sequence 


gi 


67 gi 


v 
rium tuberculosis complex. 
2120909 2120975 1 67 


gi 


67 gi 
ribosomal RNA, partial 


67 gi 


Mycobacterium. 
16S 2132996 2133062 1 
ATCC 35087 16S 
a; Acti 
Mycobacterium. 
16S 2134510 2134576 1 
2 16S ribosomal 
bacteria; 
ycobacterium tuberculosis complex. 

16S 2136027 2136093 1 67 gi 
4 16S ribosomal RNA, partial sequence 
Actinoba 
16S 
strain 1 
Bacteria; 
ae; Amycolatopsis. 

16S 2148062 2148128 1 
16S ribosomal RNA, 
Actinoba 
16S 2161602 2161668 1 
ribosoma 
Actinoba 
16S 


67 gi 
ribosomal RNA, partial 
i 


’ 


67 gi 
RNA, partial sequence 


2139073 2139155 1 
Bdz 16S 


83 gi 
ribosomal RNA, partial 


67 gi 


67 
1 RNA, partial sequence 


gi 


2164702 2164768 1 67 gi 


Gammaproteobacter 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Aeromonadales; Aer 


odoriferum strain LMG 17566 16S ribo 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriales 
136172 Bacteria_ 
variabile strain 
variabile Bacteri 
Corynebacteriacea 
136172 Bacteria_ 


DSM 20132 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 


teobacteria; Alteromonadales; Alt 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium tubercul 


19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


nobacteria; Actinobacteridae; Act 


Actinobacteridae; Actinomycet 


cteridae; Actinomycetales; Cory 


Actinobacteria; Actinobacteri 


219878190 
sequence 

ia; Ent 
219878189 
09346 20 
Entero 
219878178 
20 
omonada 
219878177 
somal RNA, 


219878175 
equence 
inomy: 


219878170 
nce 20362 
ales; C 


219878157 
sequence 
Ac 


219878129 
1 seque 
ae; Act 


, 


219878121 


2100672 21021 
eromonad 


219857660 
nce 21113 
ales; 


219857654 


NA, partial sequence 2120505 2121907 Cedec 
Enterobacteriac 


eae; Cedec 
219857649 
sequence 

inomycet 
osis compl 
219857648 
al sequenc 


’ 


219857646 
sequence 
inomycet 


219857645 
21340 
ales; Cory 
219857644 
21355 
nebacterin 
219857642 
sequence 

dae; Actin 


219857636 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Cory 


nebacterin 
219857627 


2161153 21625 
cteridae; Actinomycetales; Cory 


nebacterin 
219857625 


ero 


108 
bac 


257 


cea 


cet 


ory 


tinomyce 


nce 
ino 


Cory 


Actinomy 


ref 
bacteriales 


ref 


teri 
ref 


aceae; 


e; 
ref 
par 


ref 


ales; 


ref 


neba 


ref 


tales; 


NR_0252 
mycetales; 
ref |NR_0252 


acea 
ref 


e; 
NR_0252 


neba 


ref 
ead 
ea. 
ref 
2 
ales 
ex. 
ref 


NR_0252 


NR_0252 


, 
NR_0252 


cetales; 
ref 

2 
ales 


NR_0252 


v 


ref |NR_0252 


neba 


ref |NR_0252 
eae; 
ref 

2 
omyc 


NR_0252 
etales; 


ref |NR_0252 
14 Mycobacte 
eae; 
ref |NR_0252 
eae; 
ref 


NR_0252 


NR_025329.1 
2007792 20092 


NR_025328.1 
50 Buttiauxella 
Butt 
NR_025317.1 
59 2027165 Aeromo 
Aeromonas. 
NR_025316.1 
tial sequenc 
Proteobacteria; Gammaproteobacteria; 


NR_025314.1 
2030195 203163 
Corynebact 
NR_025309.1 
84 2037751 Coryn 
cterineae; 
NR_025296.1 


2051875 20533 
Coryneba 


2089993 20914 
Cory 


81 2112761 Mycob 
cterineae; 


avisae Bact 


128040 21294 
Corynebac 


e 2129523 21309 
Coryne 


132540 21339 
Corynebac 


40 2135523 Mycob 
cterineae; 


74 2137022 Mycob 
Mycobacter 


138615 21400 


Mycobacter 


9 
En 


v 


e 
Cc 


9 
c 


68.1 
3 
n 


60.1 


n 
49.1 
a 
M 


43.1 
2. 


38.1 
7 
ae 


37.1 
8 
b 


35.1 
8 


34.1 
a 
M 


33.1 
a 
a 
31.1 
4 
Pseu 
25.1 
rium 
ae 
16.1 


a 


t 


Buttiauxella 
5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 
Eu 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Corynebacterium 
0 Corynebacterium 
erineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 
7 Mycobacterium 


ebacterineae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromo 


as. 

Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Amycolatopsis 

1 Amycolatopsis 
donocardineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiace 


e; Nocardia. 


14.1 


Mycobacterium marinum 


strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


136172 Bacteria_ 


strain NCIMB 863 
Proteobacteria; 


136172 Bacteria_ 


strain NRCM 00-2 
Actinobacteria; 


136172 Bacteria_ 


strain ICPB 3636 
Proteobacteria; 


136172 Bacteria_ 


strain NRRL B-23 
Firmicutes; 


strain A290 16S 
Actinobacteria; 
Actinomadura. 


136172 Bacteria_ 
alkaliphilus stra 


Bacteria; Firmic 


136172 Bacteria_ 


sulfidophilum st 
sulfidophilum Ba 


136172 Bacteria_ 


NRRL B-24104 16S 
Actinobacteria; 


136172 Bacteria_ 


singaporensis st 


singaporensis Bac 


Nocardioidaceae; 


136172 Bacteria_ 


strain K265 16S 
Actinobacteria; 


136172 Bacteria_ 


strain K300 16S 
Actinobacteria; 


136172 Bacteria_ 


strain IMMIB D-1 
Actinobacteria; 


136172 Bacteria_ 


strain ATCC 1774 
Firmicutes; Clos 


136172 Bacteria_ 


strain GB6 16S r 
Proteobacteria; 


136172 Bacteria_ 


cinnamivorans st 
cinnamivorans Ba 


136172 Bacteria_ 


strain AS4.1521 
Actinobacteria; 


136172 Bacteria_ 


strain CCUG 3081 
Bacteria; Proteo 


136172 Bacteria_ 
subsp. pectinolyt 


salmonicida subs 
Aeromonadaceae; 


136172 Bacteria_ 


yeochonensis str 
yeochonensis Bac 
Streptomycetacea 


136172 Bacteria_ 


subsp. spizizeni 
subtilis subsp. 


136172 Bacteria_ 


strain O 16S rib 
Actinobacteria; 


136172 Bacteria_ 


strain DSM 44262 
Actinobacteria; 


136172 Bacteria_ 


strain CDC 0876- 


Bacillales; 
136172 Bacteria_ 


16S 2170848 2170914 1 67 gi 
4 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2217740 2217806 1 67 gi 
55 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 


16S 2265116 2265182 1 67 gi 


Betaproteobacteria; Neisseriales; Neiss 
16S 2285018 2285100 1 83 gi 
154 16S ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 

16S 2310549 2310631 1 83 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 
Stre 
16S 2313596 2313678 1 83 gi 
in T8 16S ribosomal RNA, partial seque 
utes; Bacillales; Salinicoccus. 
16S 2339180 2339246 1 67 gi 
rain BR4 16S ribosomal RNA, complete se 
cteria; Firmicutes; Clostridia; Clostri 
16S 2342227 2342309 1 83 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Pseu 
16S 2343738 2343820 1 83 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 
16S 2360461 2360543 1 83 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 2361979 2362061 1 83 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 2383196 2383278 1 83 gi 
592 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 2402914 2402996 1 83 gi 
7 16S ribosomal RNA, partial sequence 
tridia; Clostridiales; Veillonellaceae; 
16S 2427454 2427520 1 67 gi 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 
16S 2430350 2430424 6 80 gi 
rain CIN1 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostri 
16S 2437973 2438055 1 83 gi 
1 
Actinobacteridae; Actinomycetales; Cory 
16S 2445625 2445691 1 67 gi 
1 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Alteromo 
16S 2456264 2456330 1 67 gi 
ica strain 34mel 16S ribosomal RNA, pa 
p-. pectinolytica Bacteria; Proteobacter 
Aeromonas. 
16S 2518058 2518140 1 83 gi 
in CN 732 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae 
e; Streptomyces. 

16S 2550881 2550963 1 83 gi 
i strain NRRL B-23049 16S ribosomal RNA 
spizizenii Bacteria; Firmicutes; Bacill 
16S 2577043 2577125 1 83 gi 


r 


gi 


Micr 
gi 


a 


fo) 
Actinobacteridae; Actinomycetales; Micr 
16S 2612384 2612466 1 83 gi 


Actinobacteridae; Actinomycetales; Pseu 
16S 2635339 2635405 1 67 gi 
58 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2264632 22660 


2310109 23115 


2341772 23432 


2360002 23614 


2361525 23629 


2427049 24283 


6S ribosomal RNA, partial sequence 2437523 24389 


somal RNA, partial sequence 2576563 2577940 Cellu 


16S ribosomal RNA, partial sequence 2611942 26134 


219857621 
21703 
seudomonad 
219857587 
22172 
nebacterin 
219857556 


eriaceae; 
219857542 
22845 


219857522 


ptosporang 
219857520 
nce 23131 


219857502 
quence 

diales; He 
219857500 


donocardin 
219857498 
sequence 
e; Actinom 


219857487 


ococcineae 
219857486 


ococcineae 
219857471 
23827 
nebacterin 
219857458 
24024 
Veillonel 
219857439 


omonadacea 
219857437 
quence 

diales; Ru 
219857429 


nebacterin 
219857422 
24451 
nadales; A 
219857413 
rtial sequ 
ia; Gammap. 
219857365 
equence 

; Actinomy: 
219857343 
, partial 
ales; Baci 
219857283 


ococcineae 
219857257 


donocardin 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025175.1 
72 2218741 Mycoba 


Cellvibrio fulvus 
brio fulvus Bacteria; 
O.« 

Mycobacterium lacus 
cterium lacus Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_025144.1| Simonsiella muelleri 
96 Simonsiella muelleri Bacteria; 
Simonsiella. 
ref|NR_025130.1 
30 2285939 Bacill 


Bacillus sonorensis 
us sonorensis Bacteria; 


Actinomadura mexicana 
mexicana Bacteria; 
nosporaceae; 


ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomo 


ref|NR_025108.1 
25 2314583 Salini 


Salinicoccus 
coccus alkaliphilus 


Heliobacterium 
4 Heliobacterium 
; Heliobacterium. 
ref|NR_025088.1| Crossiella equi strain 
43 Crossiella equi Bacteria; 
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ref|NR_025074.1] Subtercola boreus 
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52 2384208 Nocardia abscessus Bacteria; 
eae; Nocardiaceae; Nocardia. 
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ref|NR_025027.1| Oceanimonas baumannii 
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ref |NR_024888.1 
18 Amycolatopsis 
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Vibrionaceae; Vibrio. 


136172 Bacteria_16S 2894012 2894094 1 83 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

136172 Bacteria_16S 2895507 2895589 1 83 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

136172 Bacteria_16S 2897001 2897083 1 83 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

136172 Bacteria_16S 2907704 2907786 1 83 gi|219856851|ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

136172 Bacteria_16S 2912336 2912418 1 83 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

136172 Bacteria_16S 2916965 2917047 1 83 gi|219856845|ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

136172 Bacteria_16S 2937992 2938074 1 83 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 

136172 Bacteria_16S 2939510 2939592 1 83 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
136172 Bacteria_16S 2948696 2948762 1 67 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

136172 Bacteria_16S 2950184 2950250 1 67 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

136172 Bacteria_16S 2951685 2951751 1 67 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

136172 Bacteria_16S 2953183 2953249 1 67 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

136172 Bacteria_16S 2966755 2966821 1 67 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

136172 Bacteria_16S 2985088 2985154 1 67 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

136172 Bacteria_16S 3006446 3006528 1 83 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
136172 Bacteria_16S 3051908 3051974 1 67 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

136172 Bacteria_16S 3058072 3058138 1 67 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

136172 Bacteria_16S 3092495 3092577 1 83 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

136172 Bacteria_16S 3094014 3094096 1 83 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

136172 Bacteria_16S 3097147 3097213 1 67 gi|219846857|ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

136172 Bacteria_16S 3119667 3119733 1 67 gi| 219846842 |ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

136172 Bacteria_16S 3148102 3148168 1 67 gi|219846823|ref|NR_026415.1| Corynebacterium 


falsenii CCUG 336 


Corynebacterium. 


51 16S ribosomal RNA, partial sequence 


3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


136172 Bacteria_16S 3175571 3175637 1 67 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
136172 Bacteria_16S 3178668 3178734 1 67 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
136172 Bacteria_16S 3200084 3200150 1 67 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
136172 Bacteria_16S 3207511 3207577 1 67 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
136172 Bacteria_16S 3213484 3213550 1 67 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
136172 Bacteria_16S 3215007 3215073 1 67 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


136172 Bacteria_16S 3227159 3227225 1 67 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

136172 Bacteria_16S 3228668 3228742 6 80 gi|219846768|ref|NR_026360.1| Anaerococcus octavius 


strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Anaerococcus. 


136172 Bacteria_16S 3233210 3233327 1 116 gi|219846765|ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

136172 Bacteria_16S 3245473 3245555 1 83 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 

136172 Bacteria_16S 3254327 3254409 1 83 gi|219846751|ref|NR_026343.1| Actinomadura madurae 


strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
136172 Bacteria_16S 3351526 3351608 1 83 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 

136172 Bacteria_16S 3397147 3397229 1 83 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

136172 Bacteria_16S 3410957 3411039 1 83 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
136172 Bacteria_16S 3415411 3415493 1 83 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 
136172 Bacteria_16S 3416891 3416973 1 83 gi|219846633|ref|NR_026225.1| Actinomyces 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
136172 Bacteria_16S 3431632 3431698 1 67 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
136172 Bacteria_16S 3433081 3433147 1 67 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
136172 Bacteria_16S 3434439 3434505 1 67 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
136172 Bacteria_16S 3435870 3435936 1 67 gi|219846619|ref|NR_026211.1| Corynebacterium auris 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


136172 Bacteria_16S 


3513222 35133041 


83 gi 


219846616 


6S ribosomal RNA, partial sequence 3439822 34412 
ammaproteobacteria; Pseudomonadales; Mor 


axellace 
219846597 
rtial sequ 
idae; Acti 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 


ococcineae 
219846583 


6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales 


; Desulfur 
219846581 
sequence 

idae; Acti 


219846579 
34946 
Pseu 


ales; 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 
occineae; 


oc 
219846567 


strain DSM 7485 1 
Actinobacteria; Actinobac 
136172 Bacteria_16S 
strain DSM 7486 16S ribos 
Actinobacteria; Actinobac 
136172 Bacteria_16S 
strain DSM 20542 16S ribo 
Actinobacteria; Actinobac 


6S ribos 


omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae 
3514746 3514828 1 83 gi| 219846566 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micrococcineae 
3516264 3516346 1 83 gi|219846565 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae 


136172 Bacteria_16S 


strain DSM 20528 


3517786 3517868 1 


83 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


136172 Bacteria_16S 
in DSM 2377 16S ribosomal RNA, partial 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


136172 Bacteria_16S 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


136172 Bacteria_16S 
S ribosomal RNA, partial sequence 


strain DSM 286 16 
Firmicutes; Clost 


136172 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


136172 Bacteria_16S 


strain Milford 74 
Proteobacteria; G 


136172 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; G 


136172 Bacteria_16S 


3520877 3520943 1 


eria; Proteobacteria; 


3523905 3523987 1 


7 
e; Saccharopolyspora. 


3532960 3533038 1 


ridia; Clostridiales; 
3545439 35455211 
somal RNA, 
laceae; Bacillus. 

3557815 3557881 1 


3559295 3559361 1 


3560810 3560876 1 


complete sequence 


67 gi 
Deltaproteobacte 

83 gi 
79 gi 
Clostridiaceae; 


83 gi 


67 gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


67 gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


67 gi 


219846564 


16S ribosomal RNA, partial sequence 3517327 35187 


ococcineae 
219846562 
sequence 
ria; Desul 


219846560 
equence 


tinomyceta 


219846554 


3532506 35339 


Sarcina. 
219846546 


3544949 35464 


219846537 
35572 
onaceae; V 
219846536 
35587 
onaceae; V 
219846535 


ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref|NR_026189.1 
ence 346735 
nomycetales; Mic 


v 


ref|NR_026176.1 


; Cellulomonadac 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026173.1 

3491744 349320 
nomycetales; Cor 


v 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 
ref|NR_026165.1 
; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026156.1 


; Microbacteriac 
ref |NR_026154.1 

3520389 352188 
furomonadales; P 


ref|NR_026152.1 
3523483 352488 
les; Pseudonocar 


ref |NR_026146.1 


ref|NR_026138.1 
54 Bacillus 


cohnii Bacteria; 


Acinetobacter junii 
junii Bacteria; 
r. 

Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Desulfuromusa bakii 
bakii Bacteria; 

ulfuromusa. 
Mycobacterium 

9 Mycobacterium 

ynebacterineae; 


Thermocrispum 
crispum agreste 
seudonocardiaceae; 


agreste 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 

tritici Bacteria; 

eae; Rathayibacter. 

Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Pelobacter 

2 Pelobacter 

elobacteraceae; 


Saccharopolyspora 
4 Saccharopolyspora 


dineae; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


strain 717 16S ribosomal 


RNA, partial sequence 3560299 35617 


Proteobacteria; 


136172 Bacteria_ 


nigripulchritudo 
nigripulchritudo 


136172 Bacteria_ 


80 16S ribosomal 
Gammaproteobacte 


136172 Bacteria_ 


strain ATCC 1404 
Proteobacteria; 


136172 Bacteria_ 


strain NS 16S ri 


Gammaproteobacteria; Vibrionales; Vibri 
16S 3562331 3562397 1 67 gi 
strain 164 16S ribosomal RNA, partial 

Bacteria; Proteobacteria; Gammaproteob 
16S 3563816 3563882 1 67 gi 
RNA, partial sequence 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 3565296 3565362 1 67 gi 
8 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Vibrionales; Vibri 
16S 3566802 3566868 1 67 gi 
bosomal RNA, partial sequence 


onaceae; V 
219846534 
sequence 

acteria; V 
219846533 


3563299 3564734 Vibri 


219846532 
35647 
onaceae; V 
219846531 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


ref|NR_026129.1| Vibrio tubiashii 
98 3558733 Vibrio tubiashii Bacteria; 
ibrio. 
ref|NR_026128.1| Vibrio proteolyticus 
84 3560248 Vibrio proteolyticus Bacteria; 
ibrio. 
ref|NR_026127.1| Vibrio orientalis 
64 Vibrio orientalis Bacteria; 
ibrio. 
ref|NR_026126.1| Vibrio 

3561815 3563248 Vibrio 
ibrionales; Vibrionaceae; Vibrio. 
ref|NR_026125.1| Vibrio nereis strain 
o nereis Bacteria; Proteobacteria; 
ref|NR_026124.1| Vibrio natriegens 
85 3566250 Vibrio natriegens Bacteria; 
ibrio. 
ref|NR_026123.1| Vibrio diazotrophicus 


3566301 3567756 Vibrio diazotrophicus Bacteria; 


136172 Bacteria_ 


strain ATCC 35912 
Proteob 


Bacteria; 
136172 Bacteria_ 


lentocellum strai 
Firmicu 


Bacteria; 
136172 Bacteria_ 
hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 
136172 Bacteria_ 
strain 
Proteobacteria; 
136172 Bacteria_ 


strain ATCC 35799 
Bacteria; Actinob 


Mycobacterium. 
136172 Bacteria_ 


strain NCTC 83785 
Proteob 


Bacteria; 
136172 Bacteria_ 


strain Dfrl 16S r 
D 


Proteobacteria; 
136172 Bacteria_ 
strain IC079 16S 
Proteobacteria; 

136172 Bacteria_ 
bohemicum strain 


bohemicum Bacteri 


Mycobacteriaceae; 
136172 Bacteria_ 


strain HK 204 16S 
G 


Proteobacteria; 
136172 Bacteria_ 


strain EN 101 16S 
G 


Proteobacteria; 
136172 Bacteria_ 


wasabiae strain S 
Proteob 


Bacteria; 
136172 Bacteria_ 


betavasculorum st 
betavasculorum Ba 


Pectobacterium. 
136172 Bacteria_ 
strain 1846 16S 
Proteobacteria; 
136172 Bacteria_ 
hassiacum strain 


CIP 7430 
G 


G 


G 


16S 3568308 3568374 1 67 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
16S 3597241 3597342 1 100 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
16S 3607965 3608031 1 67 gi 
ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
Mycobacterium. 
16S 3612435 3612501 1 67 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
16S 3625725 3625791 1 67 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
16S 3627290 3627356 1 67 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
16S 3631987 3632069 1 83 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
16S 3661010 3661076 1 67 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
16S 3664063 3664129 1 67 gi 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
Mycobacterium. 
16S 3668642 3668708 1 67 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 3670149 3670215 1 67 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 3671656 3671722 1 67 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
16S 3673165 36732311 67 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


gi 


16S 3674670 3674736 1 67 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 3721411 3721477 1 67 gi 
3849 16S ribosomal RNA, partial sequen 


gi 


3631486 36329 


3660516 36619 
eromonad 


3668184 36696 


3669690 36711 


e 


ct 


‘ta: 


te 


3674212 36756 


ce 


219846530 
35678 
les; 
219846509 
ence 35967 
spiraceae; 
219846500 
equence 

ct 


219846497 
36119 


219846488 
36252 
ales; 
219846487 
36267 
les; Neiss 
219846484 
; Geobacte 
219846464 


1t 
219846462 

equence 

ctinomycet 


219846458 


Enterobac 
219846457 


Enterobac 
219846456 
36711 
eriales; 
219846455 
al seque 
ria; Ent 


219846454 
Enterobac 


219846420 
37209 


Vibri 


inomycet 


omonadacea 


Cory 


ref |NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio. 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref |NR_026092.1 

3607525 360892 


ales; Corynebact 


Vibrio cincinnatiensis 
cincinnatiensis 


Clostridium 
idium lentocellum 
m. 

Mycobacterium 
0 Mycobacterium 
erineae; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; M 


Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


ref |NR_026079.1 

80 3628323 Neisse 

eriaceae; Neisseria. 

ref|NR_026076.1| Geobacter bremensis 

60 Geobacter bremensis Bacteria; 

raceae; Geobacter. 

ref|NR_026056.1| Glaciecola pallidula 

90 Glaciecola pallidula Bacteria; 

aceae; Glaciecola. 

ref|NR_026054.1| Mycobacterium 
3663577 3665092 Mycobacterium 

ales; Corynebacterineae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 


, 


ref|NR_026049.1| Erwinia persicina 

39 Erwinia persicina Bacteria; 
teriaceae; Erwinia. 

ref|NR_026048.1| Brenneria nigrifluens 
45 Brenneria nigrifluens Bacteria; 
teriaceae; Brenneria. 

ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026046.1| Pectobacterium 

nce 3672704 3674161 Pectobacterium 
erobacteriales; Enterobacteriaceae; 


ref|NR_026045.1| Pantoea ananatis 
66 Pantoea ananatis Bacteria; 
teriaceae; Pantoea. 
ref|NR_026011.1| Mycobacterium 

52 3722442 Mycobacterium hassiacum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

136172 Bacteria_16S 3722977 3723059 1 83 gi|219846419|ref|NR_026010.1] Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 3724468 3724550 1 83 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

136172 Bacteria_16S 3725928 3726010 1 83 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

136172 Bacteria_16S 3728836 3728918 1 83 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

136172 Bacteria_16S 3731749 3731831 1 83 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

136172 Bacteria_16S 3749347 3749413 1 67 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 


strain A089 16S ribosomal RNA, partial sequence 


3748871 3750367 Vibrio scophthalmi Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


136172 Bacteria_ 


michiganensis sub 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Cla 


Actinomycetales; 
136172 Bacteria_ 


allosaccharophila 
allosaccharophila 


Aeromonas. 
136172 Bacteria_ 


hominis strain 65 
Proteob 


Bacteria; 
136172 Bacteria_ 


aggregatus strain B15 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Blastococcus. 
136172 Bacteria_ 


16S 3768892 3768974 1 83 gi 


species tessellarius strain 78181 16S 


Micrococcineae; Microbacteriaceae; 


16S 3812829 3812895 1 67 gi 


Bacteria; Proteobacteria; 


16S 3828154 3828220 1 67 


gi 


16S 3840103 3840185 1 83 gi 


16S 3875075 3875141 1 67 


gi 


Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 


136172 Bacteria_ 


strain Gl 16S rib 
G 


Proteobacteria; 
136172 Bacteria_ 


lipolyticum strai 
Proteob 


Bacteria; 
136172 Bacteria_ 


chungwhensis stra 
chungwhensis Bact 


136172 Bacteria_ 


chungwhensis stra 
chungwhensis Bact 


Salinimonas. 


136172 Bacteria_16S 
strain 848 16S ri 
G 
136172 Bacteria_16S 
strain HY-35-12 1 
Clost 
136172 Bacteria_16S 
strain TF-22T 16S 
G 
136172 Bacteria_16S 
HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


Proteobacteria; 


Firmicutes; 


Proteobacteria; 


16S 3913389 3913455 1 

osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 4002528 4002594 1 67 gi 


67 gi 


16S 4004080 4004162 1 83 gi 
in BH030062 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
16S 4005541 4005607 1 67 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; 


4008558 4008624 1 67 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
4025162 4025279 1 116 gi 


gi 


ridia; Clostridiales; Clostridiaceae; 
4044964 4045030 1 67 gi 
ribosomal RNA, partial sequence 


4046495 4046561 1 67 


gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


strain CECT 4199 16S ribosomal RNA, p 
Gammaproteo 


73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 


n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 


Gammaproteobacte 


al 


E 


ne 


s 


s 


cl 


ri 


vi 

219846354 
ar 
ba 


ct 
219846335 
ce 


le 
219846222 


ea 
219846221 


ri 


219846385 
bosomal 


bacte 


tial 
cteri 


219846344 


38 
erial 


38 


es; F 


219846312 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
er 
219846285 
3912908 39143 


iacea 


ntero 


219846223 


40 
vi 


e 
Ss; 


equen 
e; Po 


equen 
a; Al 


219846217 
4008054 40095 
omonadacea 
219846206 
6S ribosomal RNA, partial sequence 4024698 40261 


ostri 


219846190 
4044490 40 
ammaproteobacteria; Alteromonadales; Alt 
219846189 
4045996 4047515 Vi 


eromo 


ref 
RNA, 


NR_025976.1 
partial se 


r. 
ref|NR_025945.1 
sequence 381232 
a; Aeromonadales; 


ref |NR_025934.1 
53 3829122 Cardi 
Cardiobacteriac 
ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


276 
es; 


396 
ran 
ref |NR_025902.1 


seria. 
NR_025875.1 


Neis 
ref 


e; 


bacteriaceae; Xenor 
ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photob 
ref|NR_025812.1 

4003594 400502 
bacillus. 
ref|NR_025811.1 

4005071 400647 
omonadales; Alte 


020 
bri 


ce 
nti 


ce 
ter 
ref|NR_025807.1 


Aeromonas. 
NR_025796.1 


e; 
ref 


dium. 

ref|NR_025780.1 
459 
nadacea 
ref 


Oo ez 


e; Alteromon 
NR_025779.1 


bri urae Bacteri 


136172 Bacteria_16S 4049525 4049607 1 83 gi| 219846187 |ref|NR_025777.1 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
136172 Bacteria_16S 4062955 4063021 1 67 gi| 219846177 |ref|NR_025767.1 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 406399 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

136172 Bacteria_16S 4066068 4066142 6 80 gi|219846175|ref|NR_025765.1 


strain SEBR 2582 
Proteobacteria; 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


136172 Bacteria_16S 


strain AS 4.1860 


D 
136172 Bacteria_16S 


eltaproteobacteria; Desulfovibrionales 
4073562 4073628 1 67 gi 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 


4075051 4075117 1 67 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


136172 Bacteria_16S 
tainanensis strai 
Proteob 
136172 Bacteria_16S 


Bacteria; 


4100713 4100795 1 83 gi 
n S1 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 
4103720 4103786 1 67 gi 


16S ribosomal RNA, partial sequence 4065569 40 


’ 


1 
id 


16S ribosomal RNA, partial sequence 4074613 40 


ne 


nc 
le 


Desul 


219846170 


seque 
ae; A 


219846169 


bacte 


219846152 


41 
Ne 


e 
S; 


219846150 


669 
fov 


84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025760.1 

4073095 407456 
nomycetales; Cor 


nce 
(op ow B 
ref|NR_025759.1 
760 
rineae; Nocardiacea 
ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025740.1 


002 
iss 


quence 


a 


HT 2-1 16S ribosomal RNA, partial sequence 


4103238 4104753 Vi 


bri 


o gallicus Bacte 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

136172 Bacteria_16S 4128082 4128148 1 67 gi|219846131|ref|NR_025721.1 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 412904 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Aestuariibacter. 

136172 Bacteria_16S 4129571 4129637 1 67 gi|219846130|ref|NR_025720.1 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 413053 


Clavibacter 
3768438 3769927 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Cardiobacterium 


obacterium hominis 


eae; Cardiobacterium. 
Blastococcus 

coccus aggregatus 
tophilaceae; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Photobacterium 

acterium lipolyticum 

cterium. 
Pontibacillus 

0 Pontibacillus 


Salinimonas 
7 Salinimonas 


romonadaceae; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Vibrio ezurae strain 
a; Proteobacteria; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Mycobacterium 

2 Mycobacterium 
cterineae; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Chitinibacter 

ibacter tainanensis 
ibacter. 

Vibrio gallicus strain 
ria; Proteobacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 


salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Aestuariibacter. 


136172 Bacteria_16S 4132650 4132716 1 67 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

136172 Bacteria_16S 4186483 4186549 1 67 gi|219846085|ref|NR_025675.1 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 41874 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

136172 Bacteria_16S 4210613 4210695 1 83 gi|219846068|ref|NR_025658.1 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 421159 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Actinosynnemataceae; Saccharothrix. 

136172 Bacteria_16S 4212154 42122201 67 gi| 219846067 |ref|NR_025657.1 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

136172 Bacteria_16S 4218259 42183411 83 gi|219846062|ref|NR_025652.1 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 421929 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Thermomonosporaceae; Actinomadura. 

136172 Bacteria_16S 4221385 4221467 1 83 gi|219846060|ref|NR_025650.1 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 
Bacillales; Bacillaceae; Anaerobacillus. 

136172 Bacteria_16S 4233417 4233483 1 67 gi|219846046|ref|NR_025636.1 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
136172 Bacteria_16S 4234928 4234994 1 67 gi| 219846045 |ref|NR_025635.1 


strain F2R9 16S r 


ibosomal RNA, partial sequence 


4234473 42358 


Halobacillus locisalis 


locisalis Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Bacillus macyae strain 
ria; Firmicutes; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

136172 Bacteria_16S 126406 126487 1 82 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
136172 Bacteria_16S 135505 135586 1 82 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

136172 Bacteria_16S 188820 188920 1 99 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

136172 Bacteria_16S 205747 205820 9 82 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
136172 Bacteria_16S 277308 277385 7 84 gi| 265678875 |ref|NR_029181.1| Mycoplasma feliminutum 
strain Ben 16S ribosomal RNA, partial sequence 276812 278270 Mycoplasma feliminutum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

136172 Bacteria_16S 298477 298549 1 73 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
136172 Bacteria_16S 336798 336879 1 82 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

136172 Bacteria_16S 341440 341513 7 80 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
136172 Bacteria_16S 386405 386478 7 80 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 


Bacteria; Proteob 


136172 Bacteria_16S 


strain YIM 31530 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
136172 Bacteria_16S 541348 541431 1 84 gi| 265678691 |ref|NR_028996.1 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

136172 Bacteria_16S 736882 736959 7 84 gi| 265678556 |ref|NR_028860.1 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
136172 Bacteria_16S 745885 745958 7 80 gi| 265678549 |ref|NR_028853.1 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
136172 Bacteria_16S 750010 750083 7 80 gi| 265678546 |ref|NR_028850.1 


tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Xanthomona 


461852 461933 1 82 gi 


265678743 
16S ribosomal RNA, partial sequence 461374 46285 


inob 
ref 


dales; S acteraceae; 


NR_029048.1 


Hydrocarboniphaga. 
Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Staphylococcus 
lococcus nepalensis 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Acinetobacter tandoii 
tandoii Bacteria; 
r. 


749594 750918 


Acinetobacter 
Acinetobacter 


tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Acinetobacter. 


136172 Bacteria_ 


suicloacalis stra 
suicloacalis Bact 


136172 Bacteria_ 
strain S-743 16S 


Tenericutes; Moll 


136172 Bacteria_ 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
Proteob 


Bacteria; 
136172 Bacteria_ 
sibiricum strain 
Bacteria; 
136172 Bacteria_ 


Proteob 


ribosomal RNA, partial sequence 


16S 814069 814142 7 80 gi 
acteria; Gammaproteobacteria; Thiotric 
16S 900516 900589 7 80 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 


16S 985270 985343 7 80 gi 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678503 
e 81355 
hales; Pis 
265678444 
e 90001 
hales; Pis 
265678387 


strain FC 097-2 1 
Tenericutes; Moll 


6S ribosomal RNA, 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


136172 Bacteria_16S 
kuenenii strain J 
Proteob 
136172 Bacteria_16S 


Bacteria; 


chilensis strain 
Bacteria; 


strain JB-A2 16S 


Proteobacteria; 


Bacteria; 


Firmicutes; 


136172 Bacteria_16S 


strain LM 161 16S 


136172 Bacteria_16S 


obscurus DSM 4316 


icutes; Entomoplasmatales; Entomoplasmataceae; E 
1296883 1296964 1 82 gi| 219857534 
bosomal RNA, partial sequence 1296399 12978 
lales; Bacillaceae; Bacillus. 
1299839 12999201 82 gi|219846779 
ribosomal RNA, complete sequence 1299363 13008 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
1344324 1344405 1 82 gi| 228721038 
0 16S ribosomal RNA, partial sequence 13438 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


136172 Bacteria_16S 
milosensis strain 
Firmicu 
136172 Bacteria_16S 


Bacteria; 


phosphitoxidans s 


phosphitoxidans B 


Desulfotignum. 


136172 Bacteria_16S 


espanaensis strai 


espanaensis Bacte 
Actinosynnematace 
136172 Bacteria_16S 
antarcticus strai 


antarcticus Bacte 
Algoriphagus. 


136172 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


136172 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


136172 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


136172 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


136172 Bacteria_16S 


Proteob 
136172 Bacteria_16S 


G 
136172 Bacteria_16S 
thermophila strai 
Proteob 
136172 Bacteria_16S 
strain PYAN-1 16S 
Tenericutes; Moll 
136172 Bacteria_16S 
strain 2DT 16S ri 
Bacil 


997787 997860 7 80 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
999299 999372 7 80 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1000819 1000892 7 80 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1029607 1029680 7 80 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1281747 1281824 7 84 gi 
ribosomal RNA, partial sequence 


1441285 1441366 1 82 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1516654 1516735 1 82 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


1537904 1537981 6 83 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1616763 1616863 1 99 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 
1618286 1618386 1 99 gi 
hingobacteria; Sphingobacteriales; Cyc 
1619809 1619909 1 99 gi 
n LMG 21971 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


1621332 1621432 1 99 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1624363 1624463 1 99 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 


gi 


1000320 10017 


1281261 12827 


omycetales 


ence 14407 


ct 


ph 


16S ribosomal RNA, partial sequence 1617815 16192 


ph 


Sp 


1623889 16253 


265678379 
ce 99729 
hales; Pis 
265678378 
ce 99880 
hales; Pis 
265678377 


ciricketts 
265678358 
nce 10291 
hales; Pis 
219846087 


224581427 


llus. 

219873435 
sequence 
eria; De 


219857377 
1 sequence 
Actinomyc 


219878465 
sequence 
ingobact 


219878464 
lobacteria 
219878463 
sequence 
ingobact 
219878462 
1 sequence 
hingobac 


219878460 


lobacteria 


1630376 1630457 1 82 gi 


eplasma. 


eplasma. 


49 Entomoplasma 
ntomoplasma. 
ref|NR_025122.1 


ref |NR_026371.1 
ineae; Nocardioi 
ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


v 


ref |NR_027209.1 
88 1442278 Filoba 


ref|NR_025194.1 
1516159 151759 
sulfobacterales; 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_025604.1 
1616292 161776 
eriales; Cycloba 


ref|NR_025603.1 
87 Algoriphagus 
ceae; Algoriphag 
ref |NR_025602.1 

1619338 162081 
eriales; Cycloba 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


ref|NR_025599.1 


ceae; Belliella 


219878456 


16S 772544 772625 1 82 gi|265678531|ref|NR_028835.1| Atopostipes 

in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 

eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

16S 780317 780390 7 80 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 


7 Acholeplasma axanthum Bacteria; 


ref|NR_028806.1| Thioalkalimicrobium 

9 815058 Thioalkalimicrobium cyclicum 

cirickettsiaceae; Thioalkalimicrobium. 

ref|NR_028746.1| Thioalkalimicrobium 

3. 901506 Thioalkalimicrobium sibiricum 
cirickettsiaceae; Thioalkalimicrobium. 

ref|NR_028689.1| Acholeplasma vituli 

5 Acholeplasma vituli Bacteria; 


ref|NR_028681.1| Thiomicrospira 

1 998749 Thiomicrospira kuenenii 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028680.1| Thiomicrospira 

0 1000269 Thiomicrospira chilensis 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028679.1| Thiomicrospira frisia 
83 Thiomicrospira frisia Bacteria; 
iaceae; Thiomicrospira. 

ref|NR_028660.1| Thiomicrospira 

05 1030582 Thiomicrospira thermophila 
cirickettsiaceae; Thiomicrospira. 
ref|NR_025677.1| Entomoplasma somnilux 


somnilux Bacteria; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Filobacillus 
cillus milosensis 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


ref|NR_025595.1 


Bacillus gelatini 


strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


136172 Bacteria_16S 1651676 1651757 1 82 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
136172 Bacteria_16S 1660917 1660998 1 82 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 
136172 Bacteria_16S 1662436 1662513 6 83 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
136172 Bacteria_16S 1663976 1664053 6 83 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
136172 Bacteria_16S 1735604 1735685 1 82 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
136172 Bacteria_16S 1738649 1738730 1 82 gi|219878382|ref|NR_025521.1]| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
136172 Bacteria_16S 1788497 1788578 1 82 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 
136172 Bacteria_16S 1816115 1816192 6 83 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
136172 Bacteria_16S 1817665 1817765 1 99 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 
136172 Bacteria_16S 1832916 1832997 1 82 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 
136172 Bacteria_16S 1872499 1872572 7 80 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter parvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
136172 Bacteria_16S 1913319 1913392 7 80 gi|219878253|ref|NR_025392.1| Acinetobacter ursingii 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 1912872 1914310 Acinetobacter ursingii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
136172 Bacteria_16S 2011387 2011464 6 83 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 
136172 Bacteria_16S 2192095 2192176 1 82 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 
136172 Bacteria_16S 2269763 2269837 6 80 gi|219857553|ref|NR_025141.1| Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
136172 Bacteria_16S 2294001 2294082 1 82 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
136172 Bacteria_16S 2381685 2381766 1 82 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
136172 Bacteria_16S 2468429 2468502 7 80 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
136172 Bacteria_16S 2604670 2604751 1 82 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 
strain P925 16S ribosomal RNA, partial sequence 2604168 2605671 Mannheimia glucosida Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
136172 Bacteria_16S 2647726 2647799 7 80 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 
136172 Bacteria_16S 2659692 2659773 1 82 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 


strain ATCC 39419 


Kribbella. 


16S ribosomal RNA, partial sequence 


2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


136172 Bacteria_16S 2875723 2875804 1 82 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 3280048 3280131 1 84 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 
strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

136172 Bacteria_16S 3302972 3303053 1 82 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
Firmicutes; Bacillales; Salinicoccus. 

136172 Bacteria_16S 3437282 34373557 80 gi|219846618|ref|NR_026210.1| Acinetobacter 
radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

136172 Bacteria_16S 3441810 3441883 7 80 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

136172 Bacteria_16S 3443320 3443393 7 80 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
136172 Bacteria_16S 3493742 3493819 6 83 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 

136172 Bacteria_16S 3771956 3772035 1 80 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

136172 Bacteria_16S 3773430 3773509 1 80 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
136172 Bacteria_16S 3825108 3825176 1 69 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 

136172 Bacteria_16S 3896827 3896908 1 82 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

136172 Bacteria_16S 3959782 3959863 1 82 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 4007001 4007101 1 99 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

136172 Bacteria_16S 4085852 4085913 6 67 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

136172 Bacteria_16S 4096302 4096402 1 99 gi|219846155|ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

136172 Bacteria_16S 4097788 4097888 1 99 gi|219846154|ref|NR_025744.1]| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
136172 Bacteria_16S 4099244 4099344 1 99 gi|219846153|ref|NR_025743.1]| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

136172 Bacteria_16S 4109770 4109851 1 82 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
136172 Bacteria_16S 4111336 41114171 82 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
136172 Bacteria_16S 4184944 4185021 7 84 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

136172 Bacteria_16S 4197118 4197199 1 82 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

136172 Bacteria_16S 464 544 a 81 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence EE 1489 Saccharomonospora cyanea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora 


136172 Bacteria_16S 
azurea strain NA128 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 


136172 Bacteria_16S 


2003 2083 1 


21609 21677 1 


81 


69 


strain 12B4 16S ribosomal RNA, partial sequence 


Firmicutes; 


136172 Bacteria_16S 


strain CTCBS1 16S 


Clostridia; 


ribosomal RNA, 


44291 44371 1 


77587 77667 1 


81 


complete sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
136172 Bacteria_16S 


81 


gi 


Clostridiales; Veillonellaceae; 


265679062 
1539 


ref |NR_029370.1 
3029 


Saccharomonospora 
Saccharomonospora azurea 


Pseudonocardineae; Pseudonocardiaceae; 


gi|265679049|ref|NR_029357.1| Propionispira arboris 
21157 22626  #Propionispira arboris Bacteria; 
Propionispira. 
gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
43805 45323 Carnimonas nigrificans Bacteria; 
Halomonadaceae; Carnimonas. 
gi|265679012|ref|NR_029320.1| Desulfospira 
77090 78536  Desulfospira 


joergensenii strain B331 16S ribosomal RNA, partial sequence 


joergensenii Bacteria; 


Desulfospira. 


136172 Bacteria_16S 
strain 40 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
136172 Bacteria_16S 
strain INA 1349 16S ribosomal RNA, pa 
rifamycini Bacteria; Actinobacteria; Acti 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 
136172 Bacteria_16S 
vibrioformis strain B54 16S ribosomal RNA, 
vibrioformis Bacteria; 


subsp. rifamycini 
cremea subsp. 


Desulfobacter. 


136172 Bacteria_16S 


Proteobacteria; 


213530 213606 7 


268152 268232 1 


283323 283403 1 


Proteobacteria; 


384843 384919 7 


Deltaproteobacteria; 


83 


sequence 
Oceanospirillales; 


81 


81 


83 


strain OK2 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
136172 Bacteria_16S 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; 


389377 389457 1 


Promicromonosporaceae; Myceligenerans. 


136172 Bacteria_16S 


strain XILO8 16S 


Xylanibacterium. 


136172 Bacteria_16S 


ribosomal RNA, 


406355 406435 1 


423394 423474 1 


81 


81 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


strain F12 16S ribosomal RNA, partial sequence 


Firmicutes; 


Pseudomonas. 


136172 Bacteria_16S 
strain R 16089 16S ribosomal RNA, 
Bacillales; 
136172 Bacteria_16S 


Firmicutes; 


strain CFBP 2022 


Pseudomonas. 


136172 Bacteria_16S 
DVS 5al 16S ribosomal RNA, partial se 


antarctica strain 


Bacillales; 
136172 Bacteria_16S 

rhizosphaerae strain IH5 16S ribosomal RNA, 
rhizosphaerae Bacteria; 


Bacillaceae; 
445047 445123 7 


Proteobacteria; 
452732 452812 1 

Macrococcus. 
457399 457475 7 
458851 458927 7 
Proteobacteria; 


506377 506457 1 


83 gi 
Gammaproteobacte 
81 gi 


gi 


265678920 


Desulfobacterales; Desulfobacteraceae; 


ref|NR_029228.1| Marinomonas vaga 


213019 214484 Marinomonas vaga Bacteria; 


gi 


gi 


gi 


265678881 


265678871 


complete sequence 
Deltaproteobacteria; 


265678798 


Marinomonas. 


rtial sequence 
nobacteridae; 


Desulfobacterales; 


ref|NR_029187.1| Actinomadura cremea 
267723 269132 Actinomadura 


Actinomycetales; 


ref|NR_029177.1] Desulfobacter 
282818 284333 Desulfobacter 

Desulfobacteraceae; 

Pseudomonas lutea 


ref|NR_029103.1 


384340 385870 Pseudomonas lutea Bacteria; 


gi 


gi 


265678795 
sequence 


265678784 


seudomonadaceae; 


Actinomycetales; 


Pseudomonas. 

ref|NR_029100.1| Myceligenerans 
388894 390431 Myceligenerans 

Micrococcineae; 

ref 


NR_029089.1| Xylanibacterium ulmi 


405881 407393 Xylanibacterium ulmi Bacteria; 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
136172 Bacteria_16S 
contaminans strain R-16222 16S ribosomal RNA, partial s 
contaminans Bacteria; 
136172 Bacteria_16S 

strain IDA1967 16S ribosomal RNA, partial sequence 
Bacillales; 
136172 Bacteria_16S 


Firmicutes; 


strain TMAO3 16S 
Firmicutes; 


Pseudonocardia. 


526113 526193 1 


Firmicutes; 
532169 532249 1 


Bacillaceae; 
549006 549074 1 


555141 555217 7 


556683 556759 7 


Bacillales; 


ribosomal RNA, partial sequence 
Clostridia; 
136172 Bacteria_16S 

strain P 513/19 16S ribosomal RNA, partial sequence 554659 55615 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
136172 Bacteria_16S 


Clostridiales; Veillonellaceae; 


81 gi| 265678772 
422881 42442 
Bacillus. 
83 gi| 265678758 
complete sequence 
Gammaproteobacteria; 

81 gi| 265678752 

complete sequence 452220 45376 
83 gi| 265678746 


16S ribosomal RNA, partial sequence 456977 45835 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
136172 Bacteria_16S 
palleroniana strain CFBP 4389 16S ribosomal RNA, partia 
palleroniana Bacteria; 


265678745 
ria; 


265678714 
quence 


ococcineae; 


Pseudomonadales; 


seudomonadaceae; 


1 sequence 
Pseudomonadales; 


Actinomycetales; 


Promicromonosporaceae H 


ref|NR_029077.1| Bacillus algicola 
5 Bacillus algicola Bacteria; 


ref|NR_029063.1] Pseudomonas 
444544 446074 Pseudomonas 
Pseudomonadaceae; 


ref|NR_029057.1| Macrococcus lamae 
8 Macrococcus lamae Bacteria; 


ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
Pseudomonas. 
ref|NR_029050.1] Pseudomonas 

458401 459808 Pseudomonas 
Pseudomonadaceae; 


ref|NR_029019.1| Pseudonocardia 
505922 507359 Pseudonocardia 
Pseudonocardineae; 


81 gi|265678701|ref|NR_029006.1| Anoxybacillus 
equence 525601 527141 Anoxybacillus 
Bacillaceae; Anoxybacillus. 
81 gi| 265678697 |ref|NR_029002.1| Bacillus drentensis 
531745 533182 Bacillus drentensis Bacteria; 
Bacillus. 
69 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
548509 550044 Sporomusa aerivorans Bacteria; 
Sporomusa. 
83 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
seudomonadaceae; Pseudomonas. 
83 gi|265678681|ref|NR_028986.1| Pseudomonas poae 


strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


136172 Bacteria_16S 
strain P 538/23 1 
Proteobacteria; 
136172 Bacteria_16S 


thermohalophila Bacteria; 
136172 Bacteria_16S 


psychrophilum Bacteria; 


558227 558303 7 83 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
6S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
591337 591452 1 114 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
609494 609574 1 81 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
640028 640104 7 83 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 


136172 Bacteria_16S 
strain 520-20 16S 
Proteobacteria; 
136172 Bacteria_16S 
H 1 16S ribosomal 
Clostridia; 
136172 Bacteria_16S 
strain M343/98/2 


ribosomal RNA, 


643131 643199 1 


RNA, partial sequence 
Clostridiales; Veillonellaceae; 


673319 673387 1 


complete sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


69 gi 


642624 644123 Sporo 


Sporomusa. 
69 gi 


16S ribosomal RNA, partial sequence 672829 67426 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


136172 Bacteria_16S 


strain IS1B 16S ribosomal RNA, partial sequence 


Planctomycetes; 
136172 Bacteria_16S 


paurometabolica strain YIM 90007 16S ribosomal 
Saccharomonospora paurometabolica Bacte 
Pseudonocardiaceae; 


Pseudonocardineae; 
136172 Bacteria_16S 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 


693027 693103 4 


740003 740083 1 


774079 774159 1 


80 gi 


81 gi 


RNA, par 


81 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


136172 Bacteria_16S 


781838 781918 1 


81 gi 


cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteri 
Promicromonosporaceae; Xylanimonas. 


136172 Bacteria_16S 


815553 815633 1 


81 gi 


zijingensis strain 6330 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Pseudonocardia. 
136172 Bacteria_16S 


851883 851963 1 


81 gi 


radiotolerans strain SRS30216 16S ribosomal RNA, partia 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 


Kineosporiaceae; 
136172 Bacteria_16S 


Kineococcus. 


909713 909793 1 


81 gi 


xylanovorans strain HESP1 16S ribosomal RNA, partial se 


xylanovorans Bacteria; 


136172 Bacteria_16S 


strain T-3 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
136172 Bacteria_16S 


Firmicutes; 
974684 974760 1 


1064745 1064821 7 


Clostridia; 


Sphingobacteriales; 


V1 gi 
Sap 


83 gi 


primoryensis strain KMM 3633 16S ribosomal RNA, partial 


primoryensis Bacteria; 


136172 Bacteria_16S 


strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 


136172 Bacteria_16S 


Proteobacteria; 
1085463 1085543 1 


1088610 1088686 7 


Gammaproteobacte 


81 gi 


psychrophila strain E-3 16S ribosomal RNA, partial sequ 


Bacteria; 
136172 Bacteria_16S 
halophilum strain 


Microbacterium. 
136172 Bacteria_16S 
strain I-132 16S 


136172 Bacteria_16S 
strain I-273 16S 


136172 Bacteria_16S 


1279 16S ribosomal RNA, 


Deinococcus-Thermus; 
136172 Bacteria_16S 


multipartita DSM 44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nakamurella. 


76 16S 
Bacteria; Actinobacteria; 


ribosomal RNA, 
Actinobacteria; Actinoba 


ribosomal RNA, 
Actinobacteria; Actinoba 


1112769 1112849 1 
Actinobacteridae; 


1114311 11143911 


1115837 11159171 


1158112 1158192 1 

partial sequence 

Deinococci; Thermales; 
1161190 11612701 


partial sequence 
cteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


Proteobacteria; Gammaproteobacteria; Pseudomo 


ribosomal RNA, partial sequenc 


Streptomycinea 

83 gi| 265678317 
ence 10881 

nadales; P 

81 gi| 265678300 
e 11123 
Actinomycetales; Micr 
81 gi| 265678299 
1113840 11153 
Kineosporiinea 

81 gi| 265678298 
1115364 11168 
Kineosporiinea 

81 gi|228721491 
1157686 1159115 Meiot 
Thermaceae; Meiotherm 
81 gi| 228721225 


639529 64105 


692571 69404 
Planctomycetacia; Planctomycetales; Pla 


Clostridiales; 


974224 97564 


265678622 


265678600 


nomycineae 
265678587 


nctomyceta 
265678554 
tial seque 


a. 
265678530 


donocardin 
265678524 
sequence 
dae; Actin 


265678502 
ence 81510 
ales; Pseu 


265678478 
1 sequence 


265678438 
quence 

Clo 
265678394 


rospiracea 
265678334 
sequence 
ria; Ocean 
265678319 


e; Actinomycetales; 


6 Pseudomonas kilonensis Bacteria; 
Pseudomonas. 

NR_028927.1| Sporomusa ovata strain 
ovata Bacteria; Firmicutes; 


ref 
musa 


ref|NR_028905.1| Actinomyces coleocanis 
5 Actinomyces coleocanis Bacteria; 
; Actinomycetaceae; Actinomyces. 


ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 
ceae; Isosphaera. 

ref|NR_028858.1| Saccharomonospora 
nce 739522 740995 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharomonospor 


ref|NR_028834.1| Prauserella alba 
2 Prauserella alba Bacteria; 
eae; Pseudonocardiaceae; Prauserella. 
ref|NR_028828.1| Xylanimonas 

781358 782875 Xylanimonas 
omycetales; Micrococcineae; 


ref|NR_028805.1| Pseudonocardia 
9 816530 Pseudonocardia zijingensis 
donocardineae; Pseudonocardiaceae; 


ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 
Kineosporiineae; 


ref|NR_028740.1| Clostridium 

909211 910743 Clostridium 
stridiaceae; Clostridium. 
ref|NR_028696.1| Lewinella persicus 
2 Lewinella persicus Bacteria; 
e; Lewinella. 
ref |NR_028636.1| Marinomonas 


1064282 1065700 Marinomonas 
ospirillales; Marinomonas. 
ref|NR_028621.1| Streptomyces tauricus 
81 Streptomyces tauricus Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_028619.1] Pseudomonas 

07 1089634 Pseudomonas psychrophila 
seudomonadaceae; Pseudomonas. 
ref|NR_028601.1| Microbacterium 

07 1113789 Microbacterium halophilum 
ococcineae; Microbacteriaceae; 


ref|NR_028600.1| Kineosporia rhamnosa 
13 Kineosporia rhamnosa Bacteria; 

e; Kineosporiaceae; Kineosporia. 
ref|NR_028599.1| Kineosporia succinea 
39 Kineosporia succinea Bacteria; 

e; Kineosporiaceae; Kineosporia. 
ref|NR_027614.1| Meiothermus ruber DSM 
hermus ruber DSM 1279 Bacteria; 

us. 


11607 


ref|NR_027604.1] Nakamurella 
39 1162206 Nakamurella multipartita DSM 
Frankineae; Nakamurellaceae; 


136172 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


136172 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


136172 Bacteria_16S 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


136172 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


136172 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


136172 Bacteria_16S 


16S 
Clostridia; 


ribosomal RNA 
Clost 


136172 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


136172 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


136172 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


136172 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


136172 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


136172 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


136172 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


136172 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


136172 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


136172 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


136172 Bacteria_16S 


strain JCM3146 16 
Actinobacteria; A 
Actinoallomurus. 


136172 Bacteria_16S 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


136172 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


136172 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


136172 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


1191407 1191487 1 81 

ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; Persephone 
1214170 1214246 1 77 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1226170 1226250 1 81 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


11 


ce 
al 


1236865 1236941 1 77 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1241417 1241497 1 81 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1265354 1265457 1 102 gi 
, partial sequence 
ridiales; Clostridiaceae; Clostridium. 
1284824 1284904 1 81 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1286381 1286461 1 81 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1289441 1289521 1 81 gi 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; Cori 
1401569 1401649 1 81 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1415034 14151107 


en 
sp 


1 
ge 


s 
ic 


se 
co 


ob 


Ac 


v 


83 gi 


ridia; Clostridiales; Lachnospiraceae; H 
1528785 1528865 1 81 gi 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


Strept 


1530293 1530373 1 81 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

ae; Actinomadura. 

1554614 1554690 6 82 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1635038 1635118 1 81 gi 
n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1636500 1636580 1 81 gi 
omal RNA, partial sequence 
laceae; Bacillus. 


s 
Ac 


ne 


il 


ce 
co 


136172 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


1637991 1638071 1 
omal RNA, partial sequence 
laceae; Bacillus. 


81 


gi 


228715750 
1190944 11924 


224581436 
1213697 12151 


Halomonad 
219878300 


219878251 
219878120 
219846539 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
219846054 
219846053 
219846501 


complete sequence 1289055 12904 


228715351 


224581448 


ribosomal RNA, partial sequence 1513128 15146 
lales; Bacillaceae; Bacillus. 

1519623 1519703 1 81 gi| 219857617 
ibosomal RNA, partial sequence 1519166 15206 


219857433 


219857209 


219878453 


219878452 
1636012 1637452 Bacil 


219878451 
1637503 1638932 Bacillus vireti Bacteria; 


a. 


12257 


es; Micr 


ce 12363 
iraceae; 


sequence 
notherma 


equence 
occus. 


quence 
ccus. 


acterine 


14011 
tinomyce 


espellia. 
219857434 
1528339 15297 


osporang 


equence 
tinomyce 


e 15541 
lus. 


16345 
ccus. 


Persephonella marina 
marina EX-H1l Bacteria; 


ref |NR_027538.1 
06 Persephonella 


ref|NR_027218.1| Halomonas neptunia 
50 Halomonas neptunia Bacteria; 
aceae; Halomonas. 

ref |NR_025439.1| Isoptericola 

22 1227193 Isoptericola variabilis 
ococcineae; Promicromonosporaceae; 


ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref|NR_026131.1 


Parasporobacterium 
orobacterium paucivorans 
ium. 
Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Clostridium grantii Al 


ref|NR_025644.1| Jeotgalicoccus 
1284334 1285840 Jeotgalicoccus 
ref|NR_025643.1| Jeotgalicoccus 


1285891 1287396 Jeotgalicoccus 
ref|NR_026093.1| Atopobium parvulum 
02 Atopobium parvulum Bacteria; 

ae; Coriobacteriaceae; Atopobium. 
ref|NR_027523.1| Leifsonia xyli subsp. 
11 1402554 Leifsonia xyli subsp. 

tales; Micrococcineae; 

ref 


NR_027230.1| Pseudomonas marginalis 


6S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

1416557 1416637 1 81 gi|224581447|ref|NR_027229.1| Saccharomonospora 
16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

1419607 1419687 1 81 gi|224581445|ref|NR_027227.1| Bacillus infernus 
ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
lales; Bacillaceae; Bacillus. 

1510770 1510850 1 81 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ia; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

1513639 1513719 1 81 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


ref|NR_025206.1| Hespellia porcina 
14 Hespellia porcina Bacteria; 
ref|NR_025022.1| Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 
ineae; Thermomonosporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


ref|NR_025021.1 
1529847 153130 
tales; Streptosp 


ref |NR_024837.1 
24 1555535 Anoxyb 


Anoxybacillus 
acillus ayderensis 


ref|NR_025592.1 
30 1635961 Planoc 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref Bacillus vireti strain 


NR_025590.1 
Firmicutes; 


136172 Bacteria_ 


strain CMS 38 16 
Proteobacteria; 


136172 Bacteria_ 


strain CMS 35 16 
Proteobacteria; 


136172 Bacteria_ 
strain 4-1 16S ri 


Firmicutes; Baci 


136172 Bacteria_ 


rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Plano 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
136172 Bacteria_16S 1694452 1694528 7 83 gi|219878411|ref|NR_025550. 


strain CFBP 2341 


16S 1642572 1642648 7 83 

S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 1644133 1644209 7 83 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 1685234 1685314 1 81 gi 
bosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 

16S 1689783 1689863 1 81 


gi 


gi 


se 


se 


219878448 
1642082 16435 
udomonad 
219878447 
1643643 16451 
udomonad 
219878418 
1684753 168 


219878414 


16S ribosomal RNA, partial sequence 1693968 169 


ref |NR_025587. 


acea 
ref 


e; 
NR_025586. 


acea 
ref 


e; 
NR_025557. 
61 


ref |NR_025553. 


54 


Cc 


n 


n 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
Pseudomo 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
Pseudomo 


as. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

136172 Bacteria_16S 1695996 1696072 7 83 gi|219878410|ref|NR_025549.1| Pseudomonas tremae 
strain TOl 16S ribosomal RNA, partial sequence 1695512 1697005 Pseudomonas tremae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

136172 Bacteria_16S 1737149 1737225 7 83 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

136172 Bacteria_16S 1746328 1746408 1 81 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

136172 Bacteria_16S 1802279 1802359 1 81 gi|219878334|ref|NR_025473.1| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 1842119 1842199 1 81 gi|219878307|ref|NR_025446.1| Bacillus halodurans 


strain DSM 497 1 
Firmicutes; Baci 


136172 Bacteria_ 


strain DSM 2875 
Firmicutes; Clos 


136172 Bacteria_ 


strain DSM 5090 
Firmicutes; Clos 


136172 Bacteria_ 


strain DSM 3132 
Firmicutes; Clos 


136172 Bacteria_ 


halophila strain 
halophila Bacter 
Pseudonocardiace 


136172 Bacteria_ 


strain DSM 11713 
Firmicutes; Baci 


136172 Bacteria_ 


psychrotolerans 
psychrotolerans 


136172 Bacteria_ 


CIP 106764 16S r 
Firmicutes; Lact 


136172 Bacteria_ 


marimammalium st 
marimammalium Ba 
Actinomycetaceae 


136172 Bacteria_ 


strain DSM 12654 
Firmicutes; Baci 


136172 Bacteria_ 


strain LMG 17489 
Firmicutes; Baci 


136172 Bacteria_ 


strain CCUG 4170 
Actinobacteria; 


136172 Bacteria_ 


paucivorans stra 
paucivorans Bact 


136172 Bacteria_ 


6 
1 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1841624 18431 


16S 1881691 1881759 1 69 gi|219878278|ref|NR_025417.1 
16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa 
tridia; Clostridiales; Veillonellaceae; Sporomusa. 

16S 1883267 1883335 1 69 gi| 219878277 |ref|NR_025416.1 
16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa 
tridia; Clostridiales; Veillonellaceae; Sporomusa. 

16S 1884847 1884915 1 69 gi|219878276|ref|NR_025415.1 
16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa 
tridia; Clostridiales; Veillonellaceae; Sporomusa. 

16S 1886394 1886474 1 81 gi|219878274|ref|NR_025413.1 
DSM 44411 16S ribosomal RNA, partial sequence 1885917 188742 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoca 
ae; Saccharomonospora. 

16S 1891002 1891082 1 81 gi|219878270|ref|NR_025409.1 


llales; Bacillaceae; Bacillus. 

16S 1892523 1892603 1 81 gi 
strain DSM 11706 16S ribosomal RNA, par 
Bacteria; Firmicutes; Bacillales; Bacil 
16S 1903120 1903200 1 81 gi 
ibosomal RNA, partial sequence 
obacillales; Aerococcaceae; Facklamia. 
16S 1910339 1910407 1 69 gi 


r 
Cc 


ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

16S 1911815 1911895 1 


, 

81 gi 

Ureibacillus. 
81 gi 


llales; 
16S 


Planococcaceae; 
1945498 1945578 1 


llales; Bacillaceae; Bacillus. 
16S 1951646 19517141 69 gi 
6 16S ribosomal RNA, partial sequence 


Actinobacteridae; Actinomycetales; Acti 
16S 2039856 2039936 1 81 gi 
in 2992-95 16S ribosomal RNA, partial s 
eria; Firmicutes; Lactobacillales; Aero 


ti 
la 


ia 
e; 


no 


eq 
co 


16S 2050806 2050874 1 69 gi 


16S ribosomal RNA, partial sequence 1890504 18919 


219878269 


al se 
ceae; 


219878261 
1902626 19040 


219878256 
1 sequen 


Actinomycet 


219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


219878227 


19 


uence 
ccace 


219878158 


mycineae 
219878168 


ref 
nce 
cill 
ref 


que 18920 


Ba us. 


ref el 
ce 1909867 19112 
ales; Actin 


ref 
21 Ureibacillus 


ref 


ref 
63 1952590 Actin 
; Actinomycetac 
ref 
2039358 20408 
Dolosicoccus. 
ref 


511 


ae; 


NR_025408.1 


NR_025400.1 


30 Facklamia miroungae Bacteria; 


NR_025395.1 


NR_025394.1 


NR_025370.1 


74 Bacillus fumarioli Bacteria; 


NR_025366.1 


NR_025307.1 


NR_025297.1 


4 


8 
fo} 


O: 
e 


6 


32 Bacillus halodurans Bacteria; 


Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


Sporomusa acidovorans 


acidovorans Bacteria; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Facklamia miroungae 
Actinomyces 

2 Actinomyces 
mycineae; 


Ureibacillus terrenus 


terrenus Bacteria; 


Bacillus fumarioli 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Dolosicoccus 

7 Dolosicoccus 


Anaerosinus glycerini 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 


Firmicutes; Clos 


tridia; 


Clostridiales; Veillonellaceae; Anaerosinus. 


136172 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


136172 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


136172 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


136172 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


136172 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


136172 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


136172 Bacteria_16S 


strain YIM 90001 


Actinobacteria; Actinoba 
136172 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


136172 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


136172 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


136172 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


136172 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


136172 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


136172 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


136172 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


136172 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


136172 Bacteria_16S 


pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 


136172 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


136172 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


136172 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


136172 Bacteria_16S 


strain I 16S ribo 
Actinobacteria; A 


136172 Bacteria_16S 


strain CFML 96-19 


2053908 2053988 1 81 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2095088 2095168 1 81 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2114831 21149111 81 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
2142035 2142138 1 102 gi 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 
2143546 2143622 7 83 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; 
2145051 21451277 
n Ps 3- 
ria; Pr 


al 
e; 


, 


gi 


gi 


ue 
la 


Pseudomonadales; Pse 
83 gi 
10 16S ribosomal RNA, partial s 
oteobacteria; Gammaproteobacter 


eq 
ia 


2149643 2149723 1 
16S rib 


81 gi 


cteridae; Actinomycetales; Pseudo 
2166242 2166322 1 81 gi 
n SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 

2182950 2183018 1 69 gi 
ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

2219282 22193587 83 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


al 
er 


s strai 


qu 
e; 


ti 
ac 


2231370 2231450 1 81 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 

2234438 22345147 83 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


nc 
Pe 


s 
ia 


2322790 2322866 7 83 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2398358 2398438 1 81 gi 
SW28 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Sporo 
2444079 2444159 1 81 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2504412 2504488 1 77 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2513547 2513627 1 81 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


na 


ne 
sa 


e 
mi 


sp 


nc 
al 


2528715 2528791 7 83 


gi 
ammaproteobacteria; Pseudomonadales; P 
2557035 25571117 83 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2570794 2570870 7 83 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2578472 2578552 1 81 gi 


se 


se 


se 


ctinobacteridae; Actinomycetales; Microc 


219878155 


219878125 
2094597 20961 


219857658 
2114343 21158 
219857640 
219857639 
2143068 21445 


219857638 


219857635 
osomal RNA, partial sequence 2149165 21506 


219857624 


219857611 


219857586 


219857578 


219857576 


219857514 


219857461 


219857423 


219857379 


219857368 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 


219857339 


219857287 


219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 


ref|NR_025294.1 
sequence 2053442 205491 
Actinomycetales; Strept 


ref |NR_025264.1 


ref|NR_025247.1 


ref|NR_025229.1 

2141553 214301 
iales; Flavobact 
ref |NR_025228.1 


nce 
vobacter 


udomonadaceae; Pseudomon 
ref |NR_025227.1 
2144573 214602 


monadales; Pseud 


uence 
Pseudo: 


’ 


ref |NR_025224.1 


nocardineae; Pseudonocar 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


sequenc 
idae; Ac 
ref|NR_025200.1 
ence 182453 218387 
Actinomycetales; Actino 


ND 


ref 
nce 
seud 


NR_025174.1 
221879 
omonadales; 


al seque 
teria; P 


ref|NR_025166.1 
13 2232371 Persep 
lla. 


e 22309 
rsephone 


equence 
Pseudo: 


: mona 


ref|NR_025102.1 
16 2323816 Pseud 
seudomonadaceae 
ref |NR_025049.1 
69 2399376 Sporos 


23223 
dales; P 


e 23978 
rcina. 

ref|NR_025011.1 
2443592 2445097 Planom 
crobium. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref|NR_024956.1 
94 2514560 Xylani 
ococcineae; Prom 


25039 
iraceae; 


25130 
Micr 


e 
es; 


ref|NR_024946.1 


udomonadaceae; Pseudomon 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024913.1 

lomonas persica 
occineae; Cellulomonadac 


25565 
udomonad 


25702 
udomonad 


2579915 2579991 7 83 gi 
8 16S ribosomal RNA, partial sequence 


219857281 


ref|NR_024912.1 
2579420 2580935 Pseudo: 


Streptomyces 
9 Streptomyces 
omycineae; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


Actinomyces 
7 Actinomyces 
mycineae; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Persephonella 
honella guaymasensis 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas grimontii 

monas grimontii 
Pseudomonas. 
Sporosarcina 

arcina aquimarina 


Planomicrobium 
icrobium koreense 


Sporobacterium 
acterium olearium 


Xylanimicrobium 
microbium pachnodae 


icromonosporaceae Hi 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Pseudomonas cedrina 
monas cedrina Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


136172 Bacteria_16S 2581481 25815577 83 gi|219857280|ref|NR_024911.1| Pseudomonas rhodesiae 
strain CIP 104664 16S ribosomal RNA, complete sequence 2580986 2582507 Pseudomonas rhodesiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

136172 Bacteria_16S 2584620 2584696 7 83 gi|219857278|ref|NR_024909.1| Pseudomonas orientalis 
strain CFML 96-170 16S ribosomal RNA, partial sequence 2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

136172 Bacteria_16S 2586200 2586276 7 83 gi|219857277|ref|NR_024908.1| Marinomonas 
mediterranea strain MMB1 16S ribosomal RNA, complete sequence 2585691 2587224 Marinomonas 
mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

136172 Bacteria_16S 2595458 25955347 83 gi|219857271|ref|NR_024902.1| Pseudomonas mandelii 
strain CIP 105273 16S ribosomal RNA, partial sequence 2594961 2596478 Pseudomonas mandelii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

136172 Bacteria_16S 2597024 2597100 7 83 gi|219857270|ref|NR_024901.1| Pseudomonas libanensis 
strain CIP 105460 16S ribosomal RNA, complete sequence 2596529 2598044 Pseudomonas libanensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

136172 Bacteria_16S 2601562 2601630 1 69 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 2602563 Mannheimia ruminalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

136172 Bacteria_16S 2603116 2603184 1 69 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

136172 Bacteria_16S 2610855 2610935 1 81 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
136172 Bacteria_16S 2621684 2621764 1 81 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

136172 Bacteria_16S 2633850 2633930 1 81 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

136172 Bacteria_16S 2696987 2697067 1 81 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus 

136172 Bacteria_16S 2698541 2698621 1 81 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 2725757 2725837 1 81 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 2727305 2727385 1 81 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

136172 Bacteria_16S 2769012 2769092 1 81 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 2778229 2778309 1 80 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

136172 Bacteria_16S 2812751 2812854 1 102 gi|219857108|ref|NR_024736.1| Tenacibaculum 
mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 2812273 2813716 Tenacibaculum 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
136172 Bacteria_16S 2853917 2853993 7 83 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
strain ATCC 13522 16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

136172 Bacteria_16S 2858600 2858676 7 83 gi|219856885|ref|NR_024704.1| Pseudomonas lundensis 
strain ATCC 49968 16S ribosomal RNA, partial sequence 2858110 2859620 Pseudomonas lundensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

136172 Bacteria_16S 2872558 2872638 1 81 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 2933505 2933581 6 82 gi|219856834|ref|NR_024653.1| Marinobacterium 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

136172 Bacteria_16S 3010856 3010936 1 81 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

136172 Bacteria_16S 3041278 3041358 1 81 gi|219846895|ref|NR_026487.1| Facklamia languida 


strain 1144-97 16S ribosomal RNA, partial sequence 


Firmicutes; 


Lacto 


bacillales; Aerococcaceae; Facklamia. 


3040796 3042268 Facklamia languida Bacteria; 


136172 Bacteria_ 


strain M1832/95/ 
Bacteria; Firmic 


136172 Bacteria_ 


strain GY-1 16S 


Deinococcus-Thermus; 
136172 Bacteria_ 


strain DSM 11363 
Proteobacteria; 


136172 Bacteria_ 


strain ATCC 7006 
Firmicutes; 


strain DG-1 16S 
Firmicutes; Clos 


136172 Bacteria_ 


strain DSM 43764 
Actinobacteria; 
Actinomadura. 


136172 Bacteria_ 


strain B 16S rib 
Clostridia; Clos 


136172 Bacteria_ 


citrea strain DS 
Bacteria; Actino 
Promicromonospor 


136172 Bacteria_ 


strain CIP 10325 
Actinobacteria; 


136172 Bacteria_ 


strain 6843 DSM 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
136172 Bacteria_16S 3479962 3480030 1 69 gi| 219846589 |ref|NR_026181.1 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 348091 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
Actinomycetaceae; Actinomyces. 

136172 Bacteria_16S 3534506 3534586 1 81 gi|219846553|ref|NR_026145.1 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 353553 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 3543883 3543963 1 81 gi| 219846547 |ref|NR_026139.1 


strain DSM 8715 
Firmicutes; Baci 


136172 Bacteria_ 


stercorarium sub 


Clostridiaceae; 


136172 Bacteria_ 


strain 743A 16S 
Firmicutes; Clos 


136172 Bacteria_ 


strain NCIMB 149 
Firmicutes; Baci 


136172 Bacteria_ 


libanotica strai 
libanotica Bacte 
Thermomonosporac 


136172 Bacteria_ 


fibrisolvens str 
fibrisolvens Bac 


136172 Bacteria_ 


strain B62 16S r 
Proteobacteria; 


136172 Bacteria_ 


neyagawaensis st 
neyagawaensis Ba 
Streptomycetacea 


136172 Bacteria_ 


diastatochromoge 
diastatochromoge 
Streptomycetacea 


136172 Bacteria_ 


strain RL-34 16S 
Actinobacteria; 


Lacto 
136172 Bacteria_ 


16S 3048934 3049014 1 81 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 

2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 

utes; Lactobacillales; Aerococcaceae; Eremococcus. 

16S 3139003 3139083 1 81 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 

ribosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 

Deinococci; Thermales; Thermaceae; Meiothermus. 

16S 3177133 3177209 7 83 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 

Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

16S 3180072 3180152 1 81 gi|219846801|ref|NR_026393.1| Facklamia hominis 

28 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

16S 3202983 3203051 1 69 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 


ribosomal RNA, partial sequence 


tridia; Clostridiales; Veillonellaceae; Sporomusa. 

16S 3252829 3252909 1 81 gi|219846752|ref|NR_026344.1 
16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura 
Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
16S 3301400 3301480 1 81 gi|219846720|ref|NR_026312.1 
osomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bact 
tridiales; Blautia. 

16S 3395642 3395722 1 81 gi|219846648|ref|NR_026240.1 


M 
b 
a 
16S 3413938 3414006 1 69 gi 
9 16S ribosomal RNA, partial sequence 

Actinobacteridae; Actinomycetales; Acti 
16S 3478512 3478580 1 69 gi 
1 


16S ribosomal RNA, 
llales; Bacillaceae; Bacillus. 

16S 3581811 3581883 8 80 gi 
sp. thermolacticum strain TX41 16S ribo 


Clostridium. 
16S 3595713 3595789 1 77 gi 
ribosomal RNA, partial sequence 


1 
16S 
3 
1 


ridia; Clostridiales; Clostridiaceae; 
3610960 3611040 1 81 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
16S 3730290 3730370 1 81 gi 
n IFO 14095 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Actinocorallia. 
16S 3763076 3763156 1 81 gi 
ain ATCC 19171 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; 
16S 3809679 3809755 7 83 
ibosomal RNA, complete sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 3924013 3924093 1 81 gi 
rain ATCC 27449 16S ribosomal RNA, comp 
cteria; Actinobacteria; Actinobacterida 
e; Streptomyces. 
16S 3925594 3925674 1 
n 
nes Bacteria; Actinobacteria; Actinobac 
e; Streptomyces. 
16S 3928755 3928835 1 81 
ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; 


gi 


81 gi 


gi 


43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


Clostrid 


3202501 32039 


en 
al 


no 


complete sequence 3543393 35448 


so 


cl 


se 


Ac 


al 
ia 


se 


le 
e; 


te. 


219846635 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 


219846521 


219846511 
3595254 35967 


219846498 


219846414 


219846390 


219846356 
3809177 38107 


219846278 


219846277 
es strain ATCC 12309 16S ribosomal RNA, 


ce 33951 
es; Micrococ 
ref 
34134 
mycineae 


¢ Ac 
ref 


ref 


mal RNA, par 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


ref 
ostridium. 
ref 
36104 


ref 
quence 

tinomycetale 
ref 
sequenc 
les; Lachnos 
ref 
udomonadacea 
ref 
te sequence 
Actinomycet 


ref 
complete seq 
ridae; Actin 


Streptomycineae; 


219846275 


98 3396650 Promi 


73 3414913 Actin 


98 Bacillus 


51 3611882 Plano 


3729869 37312 


e 3762598 37640 


c 


cineae; Prom 
NR_026227.1 
fo) 
tinomycetace 


NR_026182.1 


NR_026113.1 
tial sequenc 


NR_026103.1 


NR_026090.1 
Cc 


NR_026005.1 
7 
s; Streptosp 
NR_025981.1 
7 
piraceae; Bu 
NR_025947.1 


e; Pseudomon 
NR_025868.1 

392352 
ales; Strept 
NR_025867.1 
uence 392511 
omycetales; 


ref 


Clostridia; 


81 Sporomusa silvacetica Bacteria; 


osporaceae; 


Blautia schinkii 
eria; Firmicutes; 


Promicromonospora 
romonospora citrea 
icromonosporaceae; 


ae; Actinomyces. 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Bacillus 
4 Bacillus 


Clostridium 
e 3581316 3582832 


Actinocorallia 

2 Actinocorallia 

orangineae; 
Butyrivibrio 

4 Butyrivibrio 

tyrivibrio. 


as. 
Streptomyces 
omycineae; 

Streptomyces 


Streptomycineae; 


NR_025865.1 


Streptomyces. 


Actinomadura kijaniata 
kijaniata Bacteria; 


Actinomyces israelii 
myces israelii Bacteria; 


Actinomyces georgiae 
43 Actinomyces georgiae Bacteria; 


Bacillus pseudofirmus 
pseudofirmus Bacteria; 


Clostridiales; 


Clostridium populeti 
42 Clostridium populeti Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 


9 3925059 Streptomyces 


0 3926640 Streptomyces 


Streptomyces scabiei 
3928271 3929800 Streptomyces scabiei Bacteria; 
Streptomycetaceae; 


136172 Bacteria_16S 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial 
okeanokoites Bacteria; 
136172 Bacteria_16S 

strain GS5-97 16S ribosomal RNA, partial sequence 
Bacillales; 
136172 Bacteria_16S 

strain SS20 16S ribosomal RNA, partial sequence 


Firmicutes; 


3930338 3930418 1 81 gi 
Firmicutes; Bacillales; 
3993600 3993680 1 81 gi 
Bacillaceae; Geobacillus. 


4055417 4055497 1 80 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


136172 Bacteria_16S 
lampyridicola str 


136172 Bacteria_16S 
proteolyticum str 


Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatale 
4224368 4224448 1 81 gi|219846055 
DSM 5352 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Salinicoccus. 
4227375 4227490 1 114 gi| 219846050 
ribosomal RNA, partial sequence 4226906 42283 
Flavobacteria; Flavobacteriales; Flavobacteriaceae 
65623 65702 1 80 gi| 265679020 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
181047 181126 1 80 gi| 265678942 
ain CG 16S ribosomal RNA, partial sequence 18057 
Clostridia; Clostridiales; Clostridiaceae; 
221122 221188 1 67 gi| 265678915 
2289 16S ribosomal RNA, partial sequence 22065 


Firmicutes; 


Firmicutes; 
136172 Bacteria_16S 

genavense strain 
Bacteria; Actinob 
Mycobacterium. 
136172 Bacteria_16S 
japonicum strain 
japonicum Bacteri 
Cryptosporangium. 
136172 Bacteria_16S 
strain 124-2 16S 
Lactobacillales; 
136172 Bacteria_16S 
borstelensis stra 
borstelensis Bacteria; 
136172 Bacteria_16S 


4146636 41467127 83 gi 


342851 342930 1 80 gi 


344411 344494 1 84 
ribosomal RNA, partial sequence 
Lactobacillaceae; 
347441 347520 1 80 


gi 


Lactobac 
gi 


Paenibac 
gi 


Firmicutes; Bacillales; 
374074 374153 1 80 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
136172 Bacteria_16S 
strain AIP 354.02 


Firmicutes; 


Kitasatospora. 
394060 394135 1 76 gi 
16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales; Lachnospiraceae; 
136172 Bacteria_16S 
xylanilytica strain XIL11 16S ribosomal RNA, 
xylanilytica Bact 
Cellulomonadaceae; 
136172 Bacteria_16S 
hebeiensis strain 


397060 397142 1 83 gi 


complete s 


Cellulomonas. 


403255 403334 1 80 gi 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
136172 Bacteria_16S 
ammonificans stra 


Streptomyces. 


407932 408011 1 80 gi 


ammonificans Bacteria; Aquificae; Aquificales; Desulfur 


136172 Bacteria_16S 
ferralitis strain 


409411 409490 1 80 gi 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
136172 Bacteria_16S 


Streptomyces. 


435816 435895 1 80 gi 


putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; 
136172 Bacteria_16S 
strain DLE411J 16S ribosomal RNA, partial sequence 
Proteobacteria; 
136172 Bacteria_16S 
parakefiri strain 
parakefiri Bacteria; 
136172 Bacteria_16S 


Kitasatospora. 


470948 471023 7 82 gi 
Gammaproteobacteria; Pseudomonadales; P 
475632 475715 1 84 gi 
GCL 1731 16S ribosomal RNA, partial s 
Firmicutes; Lactobacillales; Lacto 


539831 539910 1 80 gi 


Planococ 


3993148 39945 


4054980 40563 


ain PUP-1 16S ribosomal RNA, partial s 
lampyridicola Bacteria; 
136172 Bacteria_16S 

hispanicus strain 
hispanicus Bacteria; 
136172 Bacteria_16S 
strain Y10-2 16S 
Bacteroidetes; 
136172 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


YU 636-3 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Actinomycet 


in Logan B4029 16S ribosomal RNA, part 


eria; Actinobacteria; Actinobacteridae 


YIM 001 16S ribosomal RNA, partial se 


in HB-1 16S ribosomal RNA, partial seq 


SFOp68 16S ribosomal RNA, partial seq 


470446 47199 
seudomonadaceae; 


219846274 
sequence 
caceae; Pl 
219846229 


219846183 
Halomonad 


219846116 
equence 


265678792 
39362 
Oribacter 
265678790 
equence 


265678786 
quence 


265678764 
sequence 


265678737 


Actinomycetales; 


; Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


e; Actinomycetales; 


ref|NR_025864.1| Planomicrobium 
3929851 3931322 Planomicrobium 
anomicrobium. 
ref|NR_025819.1| Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 


ref|NR_025773.1| Halomonas koreensis 
78 Halomonas koreensis Bacteria; 
aceae; Halomonas. 
ref|NR_025706.1| Spiroplasma 
4146134 4147648 Spiroplasma 
s; Spiroplasmataceae; Spiroplasma. 
ref|NR_025645.1| Salinicoccus 
4223876 4225383 Salinicoccus 
ref|NR_025640.1| Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


; Aequorivita. 

ref |NR_029328.1| Bogoriella caseolytica 
Bogoriella caseolytica Bacteria; 

; Bogoriellaceae; Bogoriella. 

ref|NR_029250.1| Clostridium 

4 182073 Clostridium proteolyticum 

Clostridium. 

ref |NR_029223.1| Mycobacterium 

9 222097 Mycobacterium genavense 


ales; Corynebacterineae; Mycobacteriaceae; 
265678829 |ref|NR_029134.1| Cryptosporangium 
quence 342395 343854 Cryptosporangium 
ales; Frankineae; Cryptosporangiaceae; 
265678828 |ref|NR_029133.1| Lactobacillus pentosus 
343905 345423 Lactobacillus pentosus Bacteria; 
illus. 
265678826 |ref|NR_029131.1| Brevibacillus 
ial sequence 346943 348361 Brevibacillus 
illaceae; Brevibacillus. 
265678805|ref|NR_029110.1| Kitasatospora 
sequence 373661 375050 Kitasatospora 


Streptomycineae; 


ref|NR_029097.1| Oribacterium sinus 
6 394999 Oribacterium sinus Bacteria; 
ium. 
ref|NR_029095.1] Cellulomonas 
396579 398094 Cellulomonas 


Micrococcineae; 


ref|NR_029091.1 
402781 404300 


Streptomyces 
Streptomyces 
Streptomycineae; 


265678783|ref|NR_029088.1| Thermovibrio 
uence 407444 408915 Thermovibrio 
obacteriaceae; Thermovibrio. 

265678782 |ref|NR_029087.1| Streptomyces 
uence 408966 410455 Streptomyces 


Streptomycineae; 


ref|NR_029069.1| Kitasatospora 
435340 436871 Kitasatospora 
Streptomycineae; 


ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 
Pseudomonas. 


265678734|ref|NR_029039.1| Lactobacillus 
equence 475117 476512 Lactobacillus 
bacillaceae; Lactobacillus. 
265678692|ref|NR_028997.1| Subdoligranulum 


variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 


Bacteria; 


Firmicutes; 


Clostridia; Clostridiales; Rumino 


coccaceae; 


Subdoligranulum. 


136172 Bacteria_16S 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequenc 


Streptomycetaceae; 
136172 Bacteria_16S 
strain ED 11/3LLK 
Aquificae; Aquificales; 
136172 Bacteria_16S 

melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomycetaceae; 
136172 Bacteria_16S 
N7 16S ribosomal 
Gammaproteobacteria; 
136172 Bacteria_16S 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial seque 
pinnipedialis Bac 
136172 Bacteria_16S 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequen 
frederiksbergensis Bacteria; 


flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomyces. 
603434 603513 1 80 gi| 265678649 
16S ribosomal RNA, partial sequence 60290 
Desulfurobacteriaceae; Thermovibrio. 
656571 656650 1 80 gi| 265678612 


Pseudomonas. 


136172 Bacteria_16S 
indolicum strain 


Bacteria; 


136172 Bacteria_16S 
cetonica strain 4 
Proteob 
136172 Bacteria_16S 
strain 111-35 16S 
Clost 
136172 Bacteria_16S 
histaminiformans 
histaminiformans 
136172 Bacteria_16S 
montpellierensis 
montpellierensis 
136172 Bacteria_16S 
mediterranea stra 
mediterranea Bact 


Bacteria; 


Firmicutes; 


Pseudomonas. 


136172 Bacteria_16S 
beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 
136172 Bacteria_16S 
strain IMT37 16S 
Proteobacteria; 

136172 Bacteria_16S 
strain 19 16S rib 
Clost 
136172 Bacteria_16S 
algidixylanolytic 
algidixylanolytic 
136172 Bacteria_16S 
strain CIP 104663 
Proteobacteria; 
136172 Bacteria_16S 
cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 
136172 Bacteria_16S 
strain GPll 16S r 
Proteobacteria; 
136172 Bacteria_16S 
strain Ne 11 16S 
Proteobacteria; 

136172 Bacteria_16S 
16S ribosomal 
Gammaproteobacter 
136172 Bacteria_16S 


Firmicutes; 


L-3 


Gammaproteobacteria; 


G 


553582 553661 1 80 gi 


Streptomyces. 

659624 659699 7 82 

RNA, partial sequence 

Pseudomonadales; Moraxellaceae; 
661154 661233 1 80 


gi 


gi 


teria; Firmicutes; Bacillales; 


671797 671872 7 82 


Jeotgal 
gi 


Proteobacteria; 


685286 685369 1 84 gi 


686852 686931 1 80 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
706258 706333 1 76 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
735321 735400 1 80 gi 
strain MR2 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clos 
766436 766515 1 80 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
784916 784991 7 82 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


786405 786484 1 80 gi 
ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

821543 821618 7 82 

ribosomal RNA, partial sequence 


gi 


846047 846122 1 76 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

931375 931450 1 76 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
960826 960901 7 82 gi 
16S ribosomal RNA, complete sequence 

Pseudomonadales; P 
968460 968539 1 80 gi 
rain YC75 16S ribosomal RNA, partial s 


cteria; Actinobacteria; Actinobacteridae; Actino: 
; Kitasatospora. 
1012871 1012946 7 82 gi| 265678369 
ibosomal RNA, partial sequence 1012401 10138 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
1015863 1015938 7 82 gi| 265678367 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1017360 1017446 7 91 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1049606 1049685 1 80 


Mo 
gi 


659171 660617 Morax 
Moraxella. 


Gammaproteobacteria; 
In04 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


705889 70720 


821061 82256 
Gammaproteobacteria; Pseudomonadales; P 


845553 84708 


1015393 10168 


1016889 1018335 Morax 


265678683 


265678609 


265678608 


icoccus. 
265678601 


265678592 
68477 


265678591 
68634 
acterales; 

265678578 


Dorea. 
265678558 
sequence 
tridiales; 
265678535 
artial seq 
tridiales; 
265678522 
1 sequence 
ria; Pseud 


265678521 
quence 


265678498 


seudomonad 
265678482 


Clostridiu 
265678424 
tial seque 
lostridial 
265678404 
96032 
seudomonad 
265678398 
equence 


oraxellace 
265678366 


raxella. 


e; Actinomycetales; 


mycetales; 


ae; 


ae; 


ella 


ref|NR_028988.1| Streptomyces 

e 553128 554608 Streptomyces 
cetales; Streptomycineae; 
ref|NR_028954.1| Thermovibrio ruber 

5 604369 Thermovibrio ruber Bacteria; 
ref|NR_028917.1| Streptomyces 


sequence 656132 657614 Streptomyces 
tinomycetales; Streptomycineae; 


ref|NR_028914.1| Moraxella canis strain 
ella canis Bacteria; Proteobacteria; 
ref|NR_028913.1| Jeotgalicoccus 

nce 660668 662086 Jeotgalicoccus 
ref |NR_028906.1] Pseudomonas 

ce 671276 672778 Pseudomonas 


Pseudomonadales; Pseudomonadaceae; 
ref|NR_028897.1| Desulfobacterium 

4 686292 Desulfobacterium indolicum 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_028896.1| Desulfosarcina 

3 687857 Desulfosarcina cetonica 
Desulfobacteraceae; Desulfosarcina. 
ref|NR_028883.1| Dorea longicatena 

4 Dorea longicatena Bacteria; 


ref|NR_028862.1| Allisonella 
734793 736329 Allisonella 
Veillonellaceae; Allisonella. 
ref |NR_028839.1| Veillonella 
uence 765978 767386 Veillonella 


Veillonellaceae; Veillonella. 


ref|NR_028826.1| Pseudomonas 
784432 785869 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_028825.1| Streptomyces 
785920 787418 Streptomyces 
Streptomycineae; 


ref|NR_028801.1| Pseudomonas indica 
9 Pseudomonas indica Bacteria; 


aceae; Pseudomonas. 

ref|NR_028785.1| Clostridium scindens 
1 Clostridium scindens Bacteria; 

m. 

ref |NR_028726.1| Clostridium 

nce 930884 932385 Clostridium 
es; Clostridiaceae; Clostridium. 
ref|NR_028706.1| Pseudomonas veronii 

3 961843 Pseudomonas veronii Bacteria; 


aceae; Pseudomonas. 
ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 


Streptomycineae; 


ref|NR_028671.1| Moraxella caviae 
46 Moraxella caviae Bacteria; 
Moraxella. 
ref|NR_028669.1| Moraxella catarrhalis 
38 Moraxella catarrhalis Bacteria; 
Moraxella. 
NR_028668.1| Moraxella bovis strain 
bovis Bacteria; Proteobacteria; 


ref 


265678345 


lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 


ref|NR_028647.1| Balnearium 
1049100 1050580 Balnearium 


136172 Bacteria_16S 


strain YIT 0455 1 


Firmicutes; 
136172 Bacteria_16S 
scabrisporus strain KM-4927 16S ribosomal RNA, partial 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
136172 Bacteria_16S 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 


macrocephala Bact 
Streptosporangiac 


136172 Bacteria_16S 
43833 16S rib 


DSM 


Bacteria; Actinob 
Thermobispora. 


136172 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


136172 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


136172 Bacteria_16S 
13279 16S rib 


DSM 


Bacteria; Actinob 
Collinsella. 


136172 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


136172 Bacteria_16S 


cellulosolvens 6 


Bacteria; 
136172 Bacteria_16S 


Firmicu 


thermoviolaceus s 


1308545 St 


Actinobacteridae; 


136172 Bacteria_16S 


15470 strain E7.2 


Bacteria; 
136172 Bacteria_16S 


Firmicu 


strain ATCC 29176 
29176 Bacteria; F 


136172 Bacteria_16S 


strain E58 16S ri 


strain TN-272 16S 


Firmicutes; 
136172 Bacteria_16S 


Clost 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


136172 Bacteria_16S 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


136172 Bacteria_16S 


profundus strain 


Bacteria; 
136172 Bacteria_16S 


subsp. 
subsp. 


Deinoco 


albus stra 
albus Bact 


Streptomycetaceae 


136172 Bacteria_16S 


strain LTH 5753 1 


Firmicutes; 
136172 Bacteria_16S 


subsp. 
subsp. 


Lacto 


rimosus st 
rimosus Ba 


Streptomycetaceae 


136172 Bacteria_16S 


1082495 1082578 1 84 gi 
Lactobac 


gi 


Lactobacillaceae; 
1097588 1097667 1 80 


Streptomyces. 


1099099 1099178 1 80 


gi 


eria; Actinobacteria; Actinobacteridae 


13280 16S ribosomal RNA, partial seque 
Coriobacteridae; Coriob 


1205138 1205217 1 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


80 gi 


Coriobacteri 
1254835 12549141 80 gi 
n DSM 6472 16S ribosomal RNA, partial 


ria; Firmicutes; Bacillales; Paenibaci 
1302937 1303012 1 76 gi 


tes; Clostridia; Clostridiales; Eubact 
1307520 1307599 1 80 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1328944 1329023 1 80 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1363874 1363949 1 76 gi 
16S ribosomal RNA, partial sequence 

irmicutes; Clostridia; Clostridiales; 

1366891 1366970 1 80 gi 
bosomal RNA, complete sequence 


1474369 1474448 1 80 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 

1477492 1477575 1 


84 gi 


bacillales; Lactobacillaceae; Lactobac 
1488202 1488281 1 80 gi 
rain JCM 4667 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
; Streptomyces. 


6S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillales; 


1204671 12061 
Coriobac 


16S ribosomal RNA, partial sequence 1302478 13039 


1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
136172 Bacteria_16S 


6S ribosomal RNA, partial sequence 1476987 14785 


265678321 
illus. 


265678311 
sequence 


265678310 


nce 
acteriales; 


228715355 
ales; 


219857194 
sequence 


219846514 


eriaceae; 
228721493 


moviolaceu 
219846090 
nellaceae; 


228719063 


228718799 


219878476 
1 sequence 


219878440 


illus. 

219857134 
ete sequen 
ae; 


1491228 1491303 1 76 gi 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 


WM1 Bacteria; 


Firmicutes; 


Clostridia; Clostridiales; 


219846902 


ref 
61 Lactobacillus 


ref 
1097121 109859 
Actinomycetales; 


ref - 
1098650 110009 
; Actinomycetales; 


ref 
28 Collinsella 


ref 

1254345 125584 
llaceae; Brevi 
ref 
66 Eubacterium cellulosolvens 6 
Euba 
ref 
16S ribosomal 
s Ba 
eptomycetaceae 
ref 
1328439 1329962 Dialis 
Dialister. 
ref 
1363415 1364816 Rumino 
Ruminococcaceae; 
ref 
26 Chlamydophila 


ref 
1473916 147541 
; Actinomyceta 


ref 
22 Lactobacillus 


ref 
ce 1487741 148922 


Actinomyce 


ref 


NR_028623.1 


NR_028613.1 


NR_028612.1 


NR_027527.1 


NR_024822.1 


bacillus. 
NR_026106.1 


cterium. 
NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 
NR_025680.1 
NR_027579.1 


Ruminococ 
NR_027576.1 


NR_025615.1 
les; Strepto: 


NR_025579.1 


NR_024762.1 


tales; Strep 


NR_026494.1 


Lactobacillus 
equi Bacteria; 


equi 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Acrocarpospora 
8 Acrocarpospora 


Streptosporangineae; 


eae; Acrocarpospora. 

1170301 1170380 1 80 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
osomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

1200538 1200617 1 80 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
2261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
ynergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

1203631 12037101 80 gi| 228715356 |ref|NR_027528.1| Collinsella 


1203162 1204620 Collinsella intestinalis DSM 
Coriobacterineae; 


Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 
terineae; Coriobacteriaceae; 


Brevibacillus 
5 Brevibacillus 


Eubacterium 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Dialister invisus DSM 
ter invisus DSM 15470 


1307063 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Chlamydophila pecorum 
pecorum E58 Bacteria; 


1409008 1409083 1 76 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

1425768 1425847 1 80 gi| 224581441 |ref|NR_027223.1| Streptomyces 
ain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 
1427333 1427412 1 80 gi|224581440|ref|NR_027222.1| Streptomyces 
AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

1436621 1436700 1 80 gi|224581430|ref|NR_027212.1| Oceanithermus 
506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
ccus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Lactobacillus spicheri 
spicheri Bacteria; 


Streptomyces rimosus 
5 Streptomyces rimosus 
tomycineae; 


Clostridium 


1490749 1492247 Clostridium saccharolyticum 


Clostridiaceae; 


Clostridium. 


136172 Bacteria_16S 1497228 1497307 1 80 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
136172 Bacteria_16S 1507664 1507730 1 67 gi|219846303|ref|NR_025893.1| Neisseria elongata 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 1507158 1508633 Neisseria 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Neisseria. 
136172 Bacteria_16S 1556012 1556091 1 80 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
136172 Bacteria_16S 1557506 1557585 1 80 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
136172 Bacteria_16S 1559000 1559079 1 80 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
136172 Bacteria_16S 1589296 1589375 1 80 gi| 219878485 |ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 1590844 1590923 1 80 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 1592392 1592471 1 80 gi|219878483|ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 1593938 1594017 1 80 gi|219878482|ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 1595485 1595564 1 80 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 1597033 1597112 1 80 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 1598581 1598660 1 80 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 1600129 1600208 1 80 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 1601677 1601756 1 80 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 1641010 1641085 7 82 gi| 219878449 |ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
136172 Bacteria_16S 1668574 1668653 1 80 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
136172 Bacteria_16S 1670130 1670205 1 76 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
136172 Bacteria_16S 1771961 1772040 1 80 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 1773459 1773538 1 80 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 1774956 1775035 1 80 gi|219878353|ref|NR_025492.1| Streptomyces 


longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 


1774532 1775979 Streptomyces 


longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


136172 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


136172 Bacteria_16S 


strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
136172 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


136172 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


136172 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


136172 Bacteria_16S 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


136172 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


136172 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


136172 Bacteria_16S 


strain DSM 43030 
Actinobacteria; A 


136172 Bacteria_16S 


strain PK-Blue 16 
Actinobacteria; A 


136172 Bacteria_16S 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


136172 Bacteria_16S 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 


136172 Bacteria_16S 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


136172 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


136172 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


136172 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


136172 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


136172 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


136172 Bacteria_16S 


strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 


Streptomyces. 

1840580 1840663 1 84 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1907346 1907425 1 80 gi 
16S ribosomal RNA, partial sequence 


v 


1931845 19319241 80 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1954580 1954659 1 80 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

2049246 2049325 1 80 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2056888 2056967 1 80 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2058427 2058506 1 80 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 

2087531 2087610 1 80 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2110290 2110369 1 80 gi 


’ 


v 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
2167756 2167835 1 80 

S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2246519 2246598 1 80 gi 
ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2248096 2248175 1 80 gi 
ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2257284 2257363 1 80 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2260408 2260487 1 80 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

2268225 2268304 1 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2289474 2289553 1 80 gi 


v 


’ 


v 


v 


80 gi 


ridia; Clostridiales; Lachnospiraceae; 
2316640 2316719 1 80 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
2321238 23213137 82 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2324253 2324319 1 67 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


136172 Bacteria_16S 


2453252 24533311 80 gi 


16S ribosomal RNA, partial sequence 2109822 21113 


2167280 21687 


2267708 22692 


6S ribosomal RNA, partial sequence 2288984 22904 


219878308 
al sequenc 
ctobacilla 
219878258 
19068 
nomycineae 
219878240 
al sequenc 
; Actinomy 
219878225 
al sequenc 
; Actinomy: 
219878159 
sequence 
ales; Veil 
219878153 
sequence 
Actinomyc 


219878152 
sequence 
ridae; Act 


219878131 
1 sequence 
sulfurobac 
219873436 


ptomycinea 
219857623 


ptomycinea 
219857568 
uence 

e; Actinom 


219857567 
uence 
e; Actinom 


219857561 
sequence 
Actinomyc 


219857559 
ial sequen 
teridae; A 


219857554 


Desulfoba 
219857539 


Lachnobac 
219857518 
quence 
llaceae; P 
219857515 
23207 
seudomonad 
219857513 
23238 
Cory 


ales; 


219857417 


Streptomycineae; 


Lactobacillus 
3 Lactobacillus 
lus. 

Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025379.1| Actinomyces 
e 1931360 1932760 Actinomyces 
cetales; Actinomycineae; 


ref|NR_025364.1| Actinomyces 
e 1954098 1955520 Actinomyces 
cetales; Actinomycineae; 


ref|NR_025298.1 
2048758 205026 
lonellaceae; Ana 
ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
etales; Streptomycineae; 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 


ref|NR_025291.1 
2057971 205946 
inomycetales; St 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025212.1| Streptomyces speibonae 
69 Streptomyces speibonae Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025156.1| Streptomyces 
2246040 2247565 Streptomyces 
ycetales; Streptomycineae; 


ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025250.1 


ref|NR_025155.1 
2247616 224914 
ycetales; Strept 


Streptomyces 
2 Streptomyces 
omycineae; 


ref|NR_025149.1| Streptomyces 
2256827 2258294 Streptomyces 
etales; Streptomycineae; 


ref|NR_025147.1 
ce 2259931 226145 
ctinomycetales; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


ref|NR_025142.1| Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_025127.1| Lachnobacterium bovis 
36 Lachnobacterium bovis Bacteria; 
terium. 
ref|NR_025106.1 
2316148 231753 
aenibacillus. 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025101.1 
67 2325209 Coryne 
nebacterineae; C 


Paenibacillus 
1 Paenibacillus 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


ref|NR_025005.1| Thermoflavimicrobium 


dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 


2452794 2454268 Thermoflavimicrobium 


136172 Bacteria_16S 


ATCC 700122 16S r 
Actinobacteria; C 


136172 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


136172 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


136172 Bacteria_16S 


albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 


136172 Bacteria_16S 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 


136172 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


136172 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


136172 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


136172 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


136172 Bacteria_16S 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


136172 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


136172 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


136172 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


136172 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


136172 Bacteria_16S 


strain JCM 9920 1 
Actinobacteria; A 


136172 Bacteria_16S 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


136172 Bacteria_16S 


minutisporangium 


Frankineae; Crypt 


136172 Bacteria_16S 


strain IFO 12702 
Actinobacteria; A 


136172 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


136172 Bacteria_16S 


strain IMC S-0802 
Actinobacteria; A 


2519607 2519686 1 80 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
2521163 25212387 82 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


gi 
ob 


se 
te 


2522643 25227187 82 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


se 
te 


2552327 2552406 1 80 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 
2553888 2553967 1 80 gi 
L 415 16S ribosomal RNA, complete sequ 


acteria; Actinobacteridae; Actinomycet 


en 
al 
2555469 2555544 7 82 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2560136 2560206 10 80 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2561661 2561736 7 82 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2583051 25831267 82 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2609284 2609363 1 80 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
2703179 2703258 1 80 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2706179 2706258 1 80 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2740712 2740791 1 80 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2772061 2772140 1 80 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2773596 2773675 1 


na 


se 


na 


ue 
A 


ue 
Th 


eq 
le 


eq 
Ac 


’ 


80 gi 
ctinobacteridae; Actinomycetales; Stre 
2776671 2776750 1 80 gi 
n JCM 4342 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2797598 2797677 1 80 gi 
strain IFO 15962 16S ribosomal RNA, pa 


pt 


se 
A 


, 
rt 


osporangiaceae; Cryptosporangium. 
2826280 2826359 1 80 gi 
ctinobacteridae; Actinomycetales; Franki 
2830853 2830932 1 80 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2832391 2832470 1 80 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 


eq 
A 


v 


pt 


136172 Bacteria_16S 


fermentans strain 
Bacteria; 


Firmicutes; 


219857364 
2519150 25206 


219857363 


219857362 


219857342 


219857341 


219857340 


219857337 
2559665 25611 
ae; 
219857336 


219857279 


219857259 


219857186 
219857184 
219857160 


2740223 27 


219857136 


219857135 
6S ribosomal RNA, partial sequence 2773134 27 


219857132 


219857118 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 


219856903 


219856902 


acterine 
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136172 Bacteria_16S 2843030 2843109 1 80 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
136172 Bacteria_16S 2901539 2901618 1 80 gi|219856855|ref|NR_024674.1| Leucobacter albus 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
136172 Bacteria_16S 2920013 2920088 7 82 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
136172 Bacteria_16S 2944065 29441441 80 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 
136172 Bacteria_16S 2974420 2974495 7 82 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

136172 Bacteria_16S 2977432 29775111 80 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 2978964 2979043 1 80 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 2980499 2980578 1 80 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


136172 Bacteria_16S 2982027 2982106 1 80 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

136172 Bacteria_16S 2998788 2998867 1 80 gi|219846924|ref|NR_026516.1| Anoxybacillus 


flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
136172 Bacteria_16S 3000362 3000441 1 80 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
136172 Bacteria_16S 3032109 3032184 1 76 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
136172 Bacteria_16S 3065549 3065628 1 80 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 


136172 Bacteria_16S 3104555 3104634 1 80 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 3121124 3121203 1 80 gi|219846841|ref|NR_026433.1] Ammoniphilus 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 120644 3122140 Ammoniphilus 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
136172 Bacteria_16S 3122671 31227501 80 gi|219846840|ref|NR_026432.1]| Ammoniphilus 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


Ww 


136172 Bacteria_16S 3157436 31575111 76 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

136172 Bacteria_16S 3164942 3165025 1 84 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

136172 Bacteria_16S 3201525 3201591 1 67 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 


strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


136172 Bacteria_16S 3218112 3218191 1 80 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

136172 Bacteria_16S 3236280 3236359 1 80 gi| 219846763 |ref|NR_026355.1| Streptomyces 


griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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136172 Bacteria_16S 3919271 3919350 1 80 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 3920852 3920931 1 80 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

136172 Bacteria_16S 3922433 3922512 1 80 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

136172 Bacteria_16S 3927174 3927253 1 80 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

136172 Bacteria_16S 3958249 3958328 1 80 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

136172 Bacteria_16S 4041928 4042007 1 80 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 4070572 4070651 1 80 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

136172 Bacteria_16S 4082840 4082918 1 80 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

136172 Bacteria_16S 4084328 4084411 1 84 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 

136172 Bacteria_16S 4102277 4102356 1 80 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 4126538 4126617 1 80 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 4201506 4201585 1 80 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 


olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


Str 


eptomycineae; 


136172 Bacteria_16S 4203004 4203083 1 80 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
136172 Bacteria_16S 4204552 4204631 1 80 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

136172 Bacteria_16S 4236423 4236502 1 80 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

136172 Bacteria_16S 30855 30937 1 83 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864  Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

136172 Bacteria_16S 32374 32456 1 83 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

136172 Bacteria_16S 45770 45836 1 67 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
136172 Bacteria_16S 115690 115756 1 67 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

136172 Bacteria_16S 134025 134107 1 83 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

136172 Bacteria_16S 164402 164484 1 83 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

136172 Bacteria_16S 227112 227178 1 67 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

136172 Bacteria_16S 228618 228684 1 67 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
136172 Bacteria_16S 230126 230192 1 67 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
136172 Bacteria_16S 242601 242667 1 67 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
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Mycobacterium. 


e; Actinomycet 
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136172 Bacteria_16S 359138 359220 1 83 gi| 265678815 |ref|NR_029120.1 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
136172 Bacteria_16S 360684 360766 1 83 gi|265678814|ref|NR_029119.1 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Nesterenkonia. 

136172 Bacteria_16S 368098 368164 1 67 gi| 265678809 |ref|NR_029114.1 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

136172 Bacteria_16S 377179 377261 1 83 gi| 265678803 |ref|NR_029108.1 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

136172 Bacteria_16S 421810 421892 1 83 gi|265678773|ref|NR_029078.1 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 42283 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; 

136172 Bacteria_16S 429604 429686 1 83 gi|265678768|ref|NR_029073.1 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Nesterenkonia. 
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136172 Bacteria_16S 441991 442073 1 83 gi|265678760|ref|NR_029065.1 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; B 
Bifidobacterium. 

136172 Bacteria_16S 460324 460406 1 83 gi|265678744|ref|NR_029049.1 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

136172 Bacteria_16S 466365 466447 1 83 gi|265678740|ref|NR_029045.1 


J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteri 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
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moraviensis strain 330 16S ribosomal RNA, partial sequence 83188 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococ 
136172 Bacteria_16S 836891 836957 1 67 gi| 265678488 
strain S1 16S ribosomal RNA, partial sequence 836449 83791 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
136172 Bacteria_16S 838378 838444 1 67 gi| 265678487 
strain AC 615 16S ribosomal RNA, partial sequence 837961 83941 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
136172 Bacteria_16S 888242 888324 1 83 gi| 265678452 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 88778 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharopolyspora. 

136172 Bacteria_16S 897376 897458 1 83 gi| 265678446 
strain E6844 16S ribosomal RNA, partial sequence 896853 89837 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
136172 Bacteria_16S 962395 962477 1 83 gi| 265678403 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcacea 
136172 Bacteria_16S 963865 963931 1 67 gi| 265678402 
strain Y9 16S ribosomal RNA, partial sequence 963457 96488 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
136172 Bacteria_16S 1055551 10556171 67 gi| 265678340 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Parali 
136172 Bacteria_16S 1076453 1076519 1 67 gi| 265678325 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 10774 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
136172 Bacteria_16S 1080968 1081050 1 83 gi| 265678322 
strain NAFO01 16S ribosomal RNA, partial sequence 1080469 10819 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 1087041 10871211 81 gi| 265678318 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacil 
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136172 Bacteria_16S 1235313 1235379 1 67 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

136172 Bacteria_16S 1327506 1327588 1 83 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

136172 Bacteria_16S 1345852 1345918 1 67 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

136172 Bacteria_16S 1389614 1389680 1 67 gi|228716586|ref|NR_027553.1| Bdellovibrio 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
Bdellovibrio. 

136172 Bacteria_16S 1421128 14212101 83 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 1422712 1422782 7 77 gi|224581443|ref|NR_027225.1| Psychrobacter 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

136172 Bacteria_16S 1445872 1445942 7 77 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

136172 Bacteria_16S 1453361 1453443 1 83 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 1469969 1470039 7 77 gi|224581406|ref|NR_027187.1| Psychrobacter 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

136172 Bacteria_16S 1489752 1489818 1 67 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

136172 Bacteria_16S 1495708 1495766 9 67 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 1495267 1496682 Tolumonas auensis DSM 9187 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tolumonas. 

136172 Bacteria_16S 1501634 1501716 1 83 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

136172 Bacteria_16S 1560488 1560554 1 67 gi|219846147|ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

136172 Bacteria_16S 1562028 1562094 1 67 gi| 219846143 |ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

136172 Bacteria_16S 1563422 1563504 1 83 gi|219846103|ref|NR_025693.1| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

136172 Bacteria_16S 1573986 1574068 1 83 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 
136172 Bacteria_16S 1625834 1625900 1 67 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

136172 Bacteria_16S 1673065 1673147 1 83 gi|219878426|ref|NR_025565.1]| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

136172 Bacteria_16S 1674588 1674670 1 83 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

136172 Bacteria_16S 1697538 1697620 1 83 gi| 219878409 |ref|NR_025548.1| Microbacterium 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 


; Microbacterium. 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 
136172 Bacteria_16S 


1700637 1700703 1 


67 


gi|219878407 


ref 


NR_025546.1 


Glaciecola mesophila 


strain KMM 241 16 
Proteobacteria; 


S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


136172 Bacteria_16S 


1726449 1726515 1 


67 


gi| 219878390 


ref 


NR_025529.1 


rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 


136172 Bacteria_16S 


strain DSM 44515 


sacelli Bacteria; 


DSM 44223 16S ribosomal RNA, partial s 


Mycobacterium. 


1729525 1729591 1 67 gi 


1760062 1760128 1 67 gi 


equence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
136172 Bacteria_16S 
sacelli strain LM 


nebacterineae; 
219878365 
G 20345 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 


1725987 172747 
ref|NR_025527.1 
19 Mycobacterium 


ref|NR_025504.1 
1759669 176107 


Micrococcineae; 


Mycobacterium 
1 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
agri Bacteria; 


agri 


Mycobacteriaceae; Mycobacterium. 


Brachybacterium 
3 Brachybacterium 
Dermabacteraceae; 


Brachybacterium. 

136172 Bacteria_16S 1761583 1761649 1 67 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

136172 Bacteria_16S 1763105 17631711 67 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteri 


Dermabacteraceae; 


136172 Bacteria_16S 
strain 4-0 16S ribosomal RNA, partial sequence 


Brachybacterium. 


1781141 1781223 1 83 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219878349 
1780670 17821 


dae; 
ref|NR_025488.1 


occineae; 


Actinomycetales; Micrococcineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
Micrococcaceae; 


Citricoccus. 


136172 Bacteria_16S 1799188 1799270 1 83 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

136172 Bacteria_16S 1825381 1825451 7 77 gi|219878319|ref|NR_025458.1| Psychrobacter 
marincola strain KMM 277 16S ribosomal RNA, partial sequence 1824887 1826314 Psychrobacter 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
136172 Bacteria_16S 1826859 1826929 7 Vy gi|219878318|ref|NR_025457.1| Psychrobacter 
submarinus strain KMM 225 16S ribosomal RNA, partial sequence 1826365 1827792 Psychrobacter 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
136172 Bacteria_16S 1843684 1843766 1 83 gi|219878306|ref|NR_025445.1| Isobaculum melis 


strain M577-94 16 


S ribosomal RNA, partial sequence 


1843183 18446 


97 Isobaculum melis Bacteria; 


Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

136172 Bacteria_16S 1854205 1854287 1 83 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

136172 Bacteria_16S 1869383 1869449 1 67 gi|219878288|ref|NR_025427.1| Glaciecola polaris 


strain LMG 21857 


16S ribosomal RNA, partial sequence 1868909 18703 


93 Glaciecola polaris Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

136172 Bacteria_16S 1874009 1874091 1 83 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

136172 Bacteria_16S 1900249 1900315 1 67 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

136172 Bacteria_16S 1908799 1908881 1 83 gi| 219878257 |ref|NR_025396.1| Aerococcus 


sanguinicola stra 
sanguinicola Bact 


in CCUG 43001 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Aeroc 


sequence 1908318 19098 
occaceae; Aerococcus. 


1 


6 Aerococcus 


136172 Bacteria_16S 1937817 1937883 1 67 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

136172 Bacteria_16S 1948532 1948614 1 83 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

136172 Bacteria_16S 1957539 1957621 1 83 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 1959095 1959177 1 83 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; 


Micrococcineae; Micrococcaceae; Arthrobacter. 


136172 Bacteria_ 


16S 
Baci 


strain 581 
Firmicutes; 


136172 Bacteria_ 


smegmatis strain 
smegmatis Bacter 
Mycobacteriaceae 


136172 Bacteria_ 
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136172 Bacteria_ 


antarcticus stra 
Bacteria; Actino 
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136172 Bacteria_ 
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Mycobacteriaceae 


136172 Bacteria_ 


strain YKJ-103 1 
Proteobacteria; 


136172 Bacteria_ 


strain YIM 21741 
Actinobacteria; 


136172 Bacteria_ 


strain DSM43926 
Actinobacteria; 


136172 Bacteria_ 


16S 1974140 1974206 1 67 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
llales; Planococcaceae; Marinibacillus. 

16S 2033664 2033730 1 67 gi|219878172|ref|NR_025311.1| Mycobacterium 

ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 

ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

; Mycobacterium. 

16S 2035216 2035298 1 83 gi|219878171|ref|NR_025310.1| Rothia nasimurium 


7 16S ribosomal RNA, partial sequence 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
16S 2065973 2066055 1 83 gi| 219878146 |ref|NR_025285.1 
in T2 16S ribosomal RNA, partial sequence 2065512 2067008 Microc 
bacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
16S 2123934 2124000 1 67 gi|219857652|ref|NR_025241.1 
ribosomal RNA, partial sequence 2123444 21249 
llales; Bacillaceae; Bacillus. 

16S 2125490 2125556 1 67 gi|219857651|ref|NR_025240.1 
ribosomal RNA, partial sequence 2125001 21265 
llales; Bacillaceae; Bacillus. 

16S 2127022 2127103 1 83 gi|219857650|ref|NR_025239.1 
train ALEN 1 16S ribosomal RNA, partial sequence 2126557 212798 
acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectot 
16S 2131493 2131559 1 67 gi| 219857647 |ref|NR_025236.1 
ATCC 27282 16S ribosomal RNA, partial sequence 2131039 213248 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
; Mycobacterium. 

16S 2175394 2175464 7 77 gi|219857616|ref|NR_025205.1 
6S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
16S 2228350 2228432 1 83 gi|219857580|ref|NR_025168.1 
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1 
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ae; Tetrasphaera. 
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58 Nonomuraea turkmeniaca Bacteria; 
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2667031 2667113 1 83 gi 
43856 16S ribosomal RNA, partial sequ 
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Mycobacterium tusciae 
tusciae Bacteria; 
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Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 

Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Microbispora mesophila 


87 Microbispora mesophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

136172 Bacteria_16S 2692614 2692680 1 67 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

136172 Bacteria_16S 2712081 2712147 1 67 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 2745197 2745263 1 67 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

136172 Bacteria_16S 2748012 2748094 1 83 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
136172 Bacteria_16S 2750957 2751023 1 67 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

136172 Bacteria_16S 2752451 2752517 1 67 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
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136172 Bacteria_16S 2959067 2959149 1 83 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

136172 Bacteria_16S 2991205 2991284 1 82 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

136172 Bacteria_16S 3024527 3024609 1 83 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

136172 Bacteria_16S 3038234 3038316 1 83 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

136172 Bacteria_16S 3044292 3044358 1 67 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

136172 Bacteria_16S 3045824 3045906 1 83 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 

136172 Bacteria_16S 3067067 3067133 1 67 gi|219846877|ref|NR_026469.1| Gemella palaticanis 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

136172 Bacteria_16S 3098596 3098678 1 83 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 3115071 3115153 1 83 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

136172 Bacteria_16S 3133041 3133123 1 83 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

136172 Bacteria_16S 3140542 3140608 1 67 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

136172 Bacteria_16S 3142101 3142167 1 67 gi| 219846827 |ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

136172 Bacteria_16S 3152695 31527611 67 gi|219846820|ref|NR_026412.1| Terracoccus luteus 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Terracoccus. 
136172 Bacteria_16S 3205986 3206052 1 67 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
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136172 Bacteria_16S 3359300 3359366 1 67 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

136172 Bacteria_16S 3366949 3367015 1 67 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

136172 Bacteria_16S 3368449 3368515 1 67 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

136172 Bacteria_16S 3369945 3370011 1 67 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

136172 Bacteria_16S 3371444 33715101 67 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 

136172 Bacteria_16S 3377537 3377619 1 83 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 
strain M17C 16S ribosomal RNA, partial sequence 3377063 3378542 Kytococcus sedentarius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

136172 Bacteria_16S 3400206 3400288 1 83 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 3401732 3401814 1 83 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 3403272 34033541 83 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 3404802 3404884 1 83 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 3406328 3406410 1 83 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 3444856 3444922 1 67 gi|219846613|ref|NR_026205.1| Succiniclasticum 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 

136172 Bacteria_16S 3452612 3452694 1 83 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

136172 Bacteria_16S 3455668 3455750 1 83 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 3457197 3457279 1 83 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
136172 Bacteria_16S 3460212 3460294 1 83 gi|219846602|ref|NR_026194.1| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 3461732 3461814 1 83 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 3463255 3463337 1 83 gi|219846600|ref|NR_026192.1| Arthrobacter 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 3464778 3464860 1 83 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

136172 Bacteria_16S 3469349 3469431 1 83 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
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136172 Bacteria_16S 3615541 3615607 1 67 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
136172 Bacteria_16S 3617050 3617116 1 67 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

136172 Bacteria_16S 3636470 3636536 1 67 gi| 219846481 |ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

136172 Bacteria_16S 3727382 3727464 1 83 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

136172 Bacteria_16S 3734664 37347301 67 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

136172 Bacteria_16S 3736127 3736193 1 67 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
136172 Bacteria_16S 3737586 3737652 1 67 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 3738577 Nonomuraea recticatena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
136172 Bacteria_16S 3739050 3739116 1 67 gi|219846408|ref|NR_025999.1| Nonomuraea polychroma 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 3740040 Nonomuraea polychroma Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
136172 Bacteria_16S 3740514 3740580 1 67 gi|219846407|ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

136172 Bacteria_16S 3741978 3742044 1 67 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 
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strain IFO 14745 
Actinobacteria; 


136172 Bacteria_ 
pelophila strain 
Proteob 


Bacteria; 


136172 Bacteria_ 


strain 2917B 16S 
Firmicutes; 


136172 Bacteria_ 


strain ATCC 1037 
Bacteria; Firmic 


136172 Bacteria_ 


strain IFO 15474 
Actinobacteria; 
Herbidospora. 


136172 Bacteria_ 


strain DSK1 16S 
Proteobacteria; 


strain CM2104 16 
alimentarius str 


alimentarius Bac 
Psychrobacter. 


136172 Bacteria_ 


strain 20-5 16S 


cosmeticum Bacte 
Mycobacteriaceae 


136172 Bacteria_ 


stackebrandtii s 
stackebrandtii B 


136172 Bacteria_ 


strain JC1078 16 


alkalitolerans s 
alkalitolerans B 
Micrococcaceae; 


136172 Bacteria_ 


KMM 3905 16S rib 
Actinobacteridae 


136172 Bacteria_ 


campisalis strai 
Bacteria; Firmic 


136172 Bacteria_ 


strain 1843-02 1 
Firmicutes; Lact 


136172 Bacteria_ 


strain CA15-8 16 
Actinobacteria; 


136172 Bacteria_ 


thermautotrophic 
thermautotrophic 
Sedis; Carboxydo 


136172 Bacteria_ 


roseosalivarius 
roseosalivarius 
Hymenobacter. 


136172 Bacteria_ 


strain B 5329 16 
Actinobacteria; 


136172 Bacteria_ 


strain 136 16S r 
Actinobacteria; 


Bacil 


16S 3744908 3744974 1 67 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 3747830 3747896 1 67 


gi 


gi 


Actinobacteridae; Actinomycetales; 


16S 3838606 3838676 7 77 gi 


16S 3871945 3872011 1 67 

ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
16S 3873532 3873598 1 67 gi 
9 16S ribosomal RNA, partial sequence 

utes; Bacillales; Bacillales Family XI. 
16S 3901245 39013111 67 gi 


gi 


Actinobacteridae; Actinomycetales; 


16S 3952347 3952413 1 67 
ribosomal RNA, partial sequence 


gi 


16S 
s 


4011581 4011663 1 83 
ribosomal RNA, partial sequence 


gi 


16S 
a 
teria; 


4022207 40222777 77 


gi 
Proteobacteria; 


16S 
r 


4023676 4023758 1 83 
ibosomal RNA, partial sequence 


gi 


16S 4038910 4038976 1 67 gi 
ria; Actinobacteria; Actinobacteridae; 

; Mycobacterium. 

16S 4043460 4043526 1 67 gi 
train K22-03 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Planoc 
16S 4053913 4053995 1 83 gi 


S ribosomal RNA, partial sequence 


16S 
t 


4058448 4058530 1 83 gi 


Citricoccus. 
16S 4125052 4125118 1 
fo) 


67 gi 
7 
16S 
n 
utes; 


4131076 4131142 1 67 gi 
Bacillales; Planococcaceae; 
16S 4171213 41712951 83 

6S ribosomal RNA, partial sequence 
obacillales; Enterococcaceae; 
16S 4200023 4200105 1 83 

S ribosomal RNA, partial sequence 


gi 


gi 


3744485 37458 
Streptosporang 


16S ribosomal RNA, partial sequence 3747408 37488 
Streptosporang 


4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 


3871442 38729 


16S ribosomal RNA, partial sequence 3900794 39022 
Streptosporang 


3951843 39533 
Gammaproteobacteria; Alteromonadales; Mor 
136172 Bacteria_ 
4011119 40125 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
136172 Bacteria_ 
in JG-100 16S ribosomal RNA, partial s 
Gammaproteobacte 


4023267 40246 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
136172 Bacteria_ 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequ 


4053509 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
136172 Bacteria_ 
rain YIM 70010 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteridae; 


somal RNA, partial sequence 4124587 4126026 Kocur 
Actinomycetales; Micrococcineae; Microc 


SF-57 16S ribosomal RNA, partial sequ 
Marin 


4170715 41722 
Vagococcu 


4199561 42010 


219846404 


219846402 


219846336 
38381 
hales; Pis 
219846314 


Sedis; 
219846313 
38730 
Incertae 
219846294 


219846257 


itellace 
219846215 


occineae; 
219846208 
equence 

ria; 


219846207 


occineae; 
219846197 
ence 
Ac 


219846191 
sequence 
occaceae; 
219846184 
549 
occineae; 
219846181 
ia 
Act 


219846133 


occaceae; 
219846126 
ence 41305 
ibacillus. 
219846099 


s. 
219846075 


ref 
96 Nonomuraea fastidiosa Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref 
20 Nonomuraea africana Bacteria; 
ineae; porangiaceae; Nonomuraea. 
ref 
14 3839581 Thiomicrospira pelophila 
cirickettsiaceae; 
ref 
77 Gemella morbillorum Bacteria; 
Gemella. 
ref 
28 3874564 Gemel 
Sedi 
ref 
68 Herbidospora 


ineae; 
ref 
48 Moritella japonica Bacteria; 
ae; 
ref 
97 Janibacter melonis Bacteria; 
ref 


Pseudomon 


ref 
47 Agromyces salentinus Bacteria; 


ref 
tinomycetale 
ref 
Planococcus. 
ref 
29 Serinicoccus 
ref 
1 sequence 4057969 40594 


inomycetales; 


ref 
ia marina Bacte 


ref 
88 4132093 Marin 


ref 
27 Vagococcus carniphilus Bacteria; 


ref 
31 Arthrobacter 


NR_025995.1 


NR_025993.1 


Streptos 
NR_025926.1 


NR_025904.1 


NR_025903.1 
dL 
Ss; Gemella. 
NR_025884.1 


Streptos 
NR_025847.1 


Moritella. 
NR_025805.1 


Intrasporangia 
NR_025798.1 
4021723 402321 
adales; Mora 


NR_025797.1 


Microbacteriac 
NR_025787.1 
4038441 403994 
s; Corynebac 


NR_025781.1 
4042976 404443 


NR_025774.1 


Intrasporangia 
NR_025771.1 
4 
Micro 


NR_025723.1 
xr 
Kocuria. 
NR_025716.1 
i 


NR_025689.1 


NR_025665.1 


Nonomuraea fastidiosa 


Nonomuraea africana 


Thiomicrospira 
Thiomicrospira. 
Gemella morbillorum 
Gemella haemolysans 


a haemolysans ATCC 10379 


Herbidospora cretacea 


cretacea Bacteria; 
porangiaceae; 


Moritella japonica 


Janibacter melonis 


ceae; Janibacter. 
Psychrobacter 

6 Psychrobacter 

xellaceae; 


Agromyces salentinus 

eae; Agromyces. 
Mycobacterium 

7 Mycobacterium 


terineae; 


Planococcus 
9 Planococcus 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 
coccineae; 


Kocuria marina strain 
ia; Actinobacteria; 


Marinibacillus 
bacillus campisalis 


Vagococcus carniphilus 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Carboxydocella 

0 Carboxydocella 

Family XVI. Incertae 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 


Cellulomonas uda 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
16S 4207573 4207639 1 67 gi|219846070|ref|NR_025660.1 
a strain 41 16S ribosomal RNA, partial sequence 4207086 420854 
a Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales 
cella. 

16S 18555 18655 1 99 gi|265679051|ref|NR_029359.1 
strain AA718 16S ribosomal RNA, partial sequence 18082 19577 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fle 
16S 48837 48905 1 69 gi|265679031|ref|NR_029339.1 
S ribosomal RNA, partial sequence 48372 49856 Actinobaculum 
Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
16S 120268 120349 1 82 gi| 265678982 |ref|NR_029290.1 
ibosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 


eae; Cellulomonas. 


136172 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


Coprothermobacter. 
136172 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


136172 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


136172 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


136172 Bacteria_16S 


PB90-1 16S riboso: 
Opitutae; Opituta 


136172 Bacteria_16S 


strain B2 16S rib 
Proteobacteria; G 


136172 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


136172 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


136172 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


136172 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


136172 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


136172 Bacteria_16S 


thermacidophilum 


136172 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


136172 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


136172 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 


136172 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


136172 Bacteria_16S 


aerophilus strain 
aerophilus Bacter 


136172 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


136172 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


136172 Bacteria_16S 


strain NN0O15860 1 
Bacteroidetes; Fl 


136172 Bacteria_16S 


202567 202648 1 82 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


281744 281821 1 77 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

338363 338444 1 82 gi 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
440457 440534 7 84 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


gi 


S ribosomal RNA, 
icutes; Entomoplasmatales; 
1120375 1120448 7 80 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 
1124986 1125086 1 99 gi 
avobacteria; Flavobacteriales; Cryomor 
1330497 1330578 1 82 gi 
subsp. porcinum strain P3-14 16S ribos 


Bifidobacterium. 
82 gi 


Bifidobacteriaceae; 
1587781 1587862 1 


v 


bacillales; Enterococcaceae; Enterococ 
1715851 1715951 1 99 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1718927 1719027 1 99 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1857157 1857238 1 82 


Sph 
gi 


Sph 
gi 


bacillales; Carnobacteriaceae; Trichoc 
1905844 1905923 1 80 gi 
I/26Corl 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; Sp 
1960664 1960745 1 82 gi 

16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
1986703 1986776 7 80 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 

Cystobacter. 

2062937 2063037 1 99 gi 
Flavoba 
gi 


avobacteria; 
2078271 2078352 1 


Flavobacteriales; 
82 


281272 28276 


439970 44147 
Entomoplasmataceae; Mesop 


520019 520119 1 99 gi| 265678705 
R-9192 16S ribosomal RNA, partial sequence 51954 
idetes; Flavobacteria; Flavobacteriales; Flavoba 

696091 696164 7 80 gi| 265678585 
mal RNA, partial sequence 695588 697067 Opitu 
les; Opitutaceae; Opitutus. 

752760 752833 7 80 gi| 265678544 
osomal RNA, partial sequence 752344 75366 
ammaproteobacteria; Pseudomonadales; Moraxellace 

854897 854978 1 82 gi| 265678475 
train M 5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actin 
eae; Propionibacterium. 

889740 889801 6 67 gi| 265678451 
rain 3.24 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; Actino: 
ae; Actinomadura. 

982126 982203 7 84 gi| 265678389 


complete sequence 981620 98314 
Entomoplasmataceae; 


6S ribosomal RNA, partial sequence 1124514 11259 


16S ribosomal RNA, partial sequence 1587284 15887 


1715372 17168 


1718445 17199 


6S ribosomal RNA, partial sequence 1856650 18581 


6S ribosomal RNA, partial sequence 2062466 20639 


265678928 
ence 20208 
naerobacte 


265678872 


Eubacteriu 
265678832 
nce 33788 
riales; Bi 
265678761 


E 
228716127 

11198 

xococcales 


224581403 


phaceae; C 
219846082 
omal RNA, 


219878486 


cus. 
219878397 


ingobacter 
219878395 


ingobacter 
219878296 


occus. 
219878259 
equence 

hingobacte 
219878221 
19601 
Ss. 
219878204 
sequence 

ia; Myxoco 


219878148 


cteriaceae 


ref |NR_029236.1 
7 203611 Coprot 
rales; Thermodes 
ref|NR_029178.1 
m. 
ref |NR_029137.1 
6 339399 Bifido 
fidobacteriacea 
ref|NR_029066.1 


lasma. 
ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_028890.1 
tus terrae Bacte 


ref|NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_028778.1 
854408 855931 
omycetales; Prop 


ref |NR_028753.1 
889276 890727 
mycetales; Strep 


ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


, 


ref|NR_027184.1 


ryomorpha. 
ref|NR_025672.1 
complete sequenc 


ref|NR_025625.1 
92 Enterococcus 
ref 


NR_025536.1 


iace 
ref 


ae; Pedobact 
NR_025534.1 


iaceae; Pedobact 
ref|NR_025435.1 
69 Trichococcus 


NR_025398.1 

1905456 190681 
riales; Flexibac 
ref|NR_025360.1 
67 1961603 Vagoco 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref|NR_025287.1 
37 Cellulophaga 
; Cellulophaga. 


219878137 


granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriac 


eae; Propionibacterium. 


e: 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Bifidobacterium 
bacterium saeculare 
Bifidobacterium. 
Mesoplasma photuris 


’ 


6 Mesoplasma photuris Bacteria; 


Flavobacterium 
acterium micromati 
obacterium. 

Opitutus terrae strain 
ria; Verrucomicrobia; 


Acinetobacter baylyi 
baylyi Bacteria; 
rs 

Propionibacterium 

Propionibacterium 
ionibacterineae; 


Actinomadura 
Actinomadura 


tosporangineae; 


Entomoplasma freundtii 


freundtii Bacteria; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriales; 


Enterococcus italicus 


italicus Bacteria; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Trichococcus palustris 


palustris Bacteria; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Vagococcus fessus 
ccus fessus Bacteria; 


Cystobacter 
9 Cystobacter 


terineae; 


Cellulophaga fucicola 


fucicola Bacteria; 


ref|NR_025276.1 
2077807 207932 


Propionibacterium 
0 Propionibacterium 


136172 Bacteria_16S 
pleistocenium str 


pleistocenium Bac 


136172 Bacteria_16S 
viridans strain M 
Firmicu 
136172 Bacteria_16S 


Bacteria; 


strain ml1134/97/1 
Firmicutes; 


balaenopterae Bac 


136172 Bacteria_16S 
700631 16S riboso 


Lactobacillales; 


136172 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


136172 Bacteria_16S 
strain S5a36 16S ribosomal RNA, parti 
Clo 


hydrogenotrophica 
hydrogenotrophica 


136172 Bacteria_16S 
ATCC 33624 16S ribosomal RNA, partial 
Flav 


gingivalis strain 
gingivalis Bacter 


136172 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


136172 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


136172 Bacteria_16S 


Lacto 
136172 Bacteria_16S 
balaenopterae str 


2169320 2169401 1 82 gi 
teria; Firmicutes; Lactobacillales; 
2185994 2186075 1 82 gi 
tes; Lactobacillales; 
3070002 3070083 1 82 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
3089627 3089708 1 82 gi 
teria; Firmicutes; Lactobacillales; 
3100094 3100175 1 82 

mal RNA, partial sequence 
Aerococcaceae; Facklamia. 


3242376 3242437 6 


gi 


67 gi 


3298363 3298440 6 83 gi 
Bacteria; Firmicutes; 
3606512 3606612 1 


Clostridia; 
99 gi 
Bacteroidetes; Flavobacteria; 
3686838 3686915 7 84 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688355 3688432 7 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3843186 3843286 1 99 gi 


ia; 
gi 


hibernum strain ATCC 51468 16S ribosomal RNA, partial s 


hibernum Bacteria 


136172 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


136172 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


136172 Bacteria_16S 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


136172 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


136172 Bacteria_16S 


strain 58/1971 16 
Firmicutes; Bacil 


136172 Bacteria_16S 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


136172 Bacteria_16S 


proteoclasticum s 
proteoclasticum B 


136172 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


; Bacteroidetes; Flavobacteria; 


4031331 40314121 82 gi 


4034435 40345161 82 gi 


Glycomyces. 
4180441 4180518 7 84 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
52006 52086 i 81 
bosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
71645 71725 1 


gi 


gi 


Enterococ 
81 gi 


teria; Actinobacteria; Actinobacterida 
e; Pseudonocardia. 
73209 73289 1 81 gi 
train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
e; Pseudonocardia. 
80499 80579 1 81 
S ribosomal RNA, partial sequence 
lales; Listeriaceae; Listeria. 
158327 158407 1 81 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 

271177 271245 1 69 gi 
train B316 16S ribosomal RNA, complete 
acteria; Firmicutes; Clostridia; Clost 
321201 321281 1 81 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 


gi 


v 


136172 Bacteria_16S 


strain DSB MGU 15 


348875 348957 1 83 gi 
-6 16S ribosomal RNA, partial sequence 


ain FTR1 16S ribosomal RNA, partial se 
Ca 


PL-11 16S ribosomal RNA, partial seque 
Carnobacteriacea 
Vagococcu 


ain M1975/96/1 16S ribosomal RNA, part 
Ca 


Flavob 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
136172 Bacteria_16S 


ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


51487 


ain 592 16S ribosomal RNA, partial seq 


80045 


219857622 

quence 

rn 
219857608 

nce 

e; 


219846875 


s. 
219846862 
ia 
rn 
219846855 


3099595 3101003 Fackl 


219846759 
quence 


, 


219846722 
al 
st 
219846502 
sequence 
ob 
219846446 


3686364 36878 


219846445 


3687881 36893 


219846333 
equence 

acteriales 
219846202 
40308 
ales; Glyc 
219846200 
rt 
e; 


219846092 


4179947 41814 
Entomoplasmataceae; M 


265679029 
53037 
cus. 
265679016 
uence 

e; Actin 


265679015 
equence 


dae; Actin 


265679010 
81448 


265678957 
sequence 
Actinomyc 


265678879 
sequence 
ridiales; 
265678846 
sequence 
illaceae; 
265678825 


obacteri 


21855 
Carnoba 


30695 


1 sequen 
obacteri 


Desulfov 


sequenc 
ridiales 


acterial 


ial sequ 
Actinomycet 


omycet 


ref|NR_025211.1 

2168820 217030 
aceae; Carnobac 
ref|NR_025197.1 
17 2186981 Carno 
cterium. 
ref |NR_026467.1 
11 3070973 Vagoc 


ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulic 
ref |NR_026447.1 
amia ignava Bac 


ref |NR_026351.1 
3241884 324339 
ibrionales; Desu 


ref|NR_026314.1 
e 3297885 329934 
; Blautia. 
ref |NR_026094.1 
3606022 360747 
es; Flavobacteri 
ref |NR_026037.1 


ref|NR_026036.1 


ref |NR_025923.1 

3842717 384417 
; Flavobacteriac 
ref|NR_025792.1 
56 4032350 Glyco: 
omycineae; Glyco 
ref|NR_025790.1 
ence 403395 
ales; Glyco 


ref|NR_025682.1 
esoplasma. 
ref|NR_029337.1 

Enterococcus 


ref|NR_029324.1 
71176 72680 
ales; Pseudo 
ref|NR_029323.1 
721281 74244 
omycetales; Pseu 


ref|NR_029318.1 


ref|NR_029265.1 
157869 159336 
etales; Micrococ 


ref|NR_029185.1 
270671 272189 
Lachnospiraceae; 
ref|NR_029151.1 
320691 322234 
Bacillus. 


+ 


b 


fe} 


a 


+ 


Carnobacterium 
5 Carnobacterium 
erium. 

Carnobacterium 
acterium viridans 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Granulicatella 
3 Granulicatella 
tella. 
Facklamia ignava ATCC 
eria; Firmicutes; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Blautia 
2 Blautia 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Glycomyces algeriensis 


myces algeriensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


mycineae; 


Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Enterococcus asini 


asini Bacteria; 


Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 


donocardineae; 


Listeria innocua 


Listeria innocua Bacteria; 


Microbacterium 
Microbacterium 
cineae; 


Clostridium 
Clostridium 
Butyrivibrio. 
Bacillus 
Bacillus 


ref|NR_029130.1 


Agromyces hippuratus 


348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


136172 Bacteria_16S 


F89 


Flavobacteria; 
136172 Bacteria_16S 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
136172 Bacteria_16S 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 52260 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Pseudonocardia. 


136172 Bacteria_16S 
aerosaccus strain G 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
136172 Bacteria_16S 
strain V2-BIII-A2 


Firmicutes; 


136172 Bacteria_16S 
strain CCUG 42773 


Bacteria; 


Bacteria; 


Bacteria; 


Firmicutes; 


Bacillales; 


idetes; 


HO 66 
ia; 


585352 585432 
16S ribosomal RNA, 


595905 595969 
16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
136172 Bacteria_16S 
mesophilus strain 
Bactero 
136172 Bacteria_16S 
postgatei strain 
Proteob 
136172 Bacteria_16S 
strain LSv21 16S 
Proteobacteria; 

136172 Bacteria_16S 
oceanense strain 
Proteob 
136172 Bacteria_16S 
salivarius strain 
salivarius Bacter 
136172 Bacteria_16S 
strain B1333 16S 


Firmicutes; 

996213 996293 1 
ribosomal RNA, 
Lactobacillales; 


424973 425088 1 
16S ribosomal RNA, partial sequence 
Flavobacteriales; 
487879 487939 7 


523078 523158 1 


527670 527730 7 


1 


Bacillaceae; 
1 


601837 601952 1 
2SM29 16S ribosomal RNA, partial sequence 60134 
Flavobacteriale 


Flavobacteria; 


778789 778869 1 
2ac9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 
922197 922300 1 
ribosomal RNA, partial sequence 
Deltaproteobacteria; 
923767 923870 1 
ASv26 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
932958 933026 1 


16S ribosomal RNA, 


Flavobacteriaceae; 


partial sequence 
Bacillus. 


partial sequence 


Desulfobacterales; 


Lactobacillales; 


complete sequence 
Carnobacteriaceae; 


114 gi|265678771|ref|NR_029076.1| Formosa algae strain 
424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Formosa. 
67 gi| 265678726 |ref|NR_029031.1| Marinomonas 
487371 488866 Marinomonas ushuaiensis 
irillales; Marinomonas. 
81 gi|265678703|ref|NR_029008.1| Pseudonocardia 


ales; 


67 265678700 


52719 


gi 


81 265678662 


58488 


gi 


65 265678655 


59545 


gi 


114 gi|265678651 
S; 
265678526 
77827 


81 gi 


102 gi| 265678430 


921679 92319 
102 265678429 
92324 
acterales; 
69 gi| 265678423 
complete sequence 
Lactobacillaceae; 
gi| 265678380 
995703 99724 
Granulicatella. 


gi 


81 


ref 
2 528675 Enhydrobacter aerosaccus 
nhydrobacter. 


ref 
5 596820 Actinomyces funkei Bacteria; 


ref 
4 602854 Gelidibacter mesophilus 
Flavobacter idibacter. 
ref 
2 779794 Desul 
Des 
ref 
8 Desulfofrigus 
Desulfobacter 
ref 
9 924771 Desul 
Des 
ref 
932436 93400 


ref 
0 Granulicatella elegans Bacteria; 


Moraxellaceae; 
ref 
8 586308 Bacil 


Ac 


L 


i) 
NR_029005.1 


E 
NR_028967.1 
1 


NR_028960.1 


tinomycetace 
NR_028956.1 


iaceae; Gel 
NR_028830.1 
f 
ulfobacterac 
NR_028732.1 


aceae; Desul 
NR_028731.1 
£ 
ulfobacterac 
NR_028725.1 
5 
actobacillu 
NR_028682.1 


n 


2 524095 Pseudonocardia benzenivorans 
Pseudonocardineae; 


seudonocardiaceae; 


Enhydrobacter 


Bacillus barbaricus 
us barbaricus Bacteria; 


Actinomyces funkei 


ae; Actinomyces. 
Gelidibacter 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Lactobacillus 
Lactobacillus 


Granulicatella elegans 


136172 Bacteria_16S 1032686 1032754 1 69 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

136172 Bacteria_16S 1278796 1278872 7 83 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

136172 Bacteria_16S 1432016 1432076 7 67 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

136172 Bacteria_16S 1448916 1448982 1 67 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

136172 Bacteria_16S 1518111 1518179 1 69 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

136172 Bacteria_16S 1586220 1586300 1 81 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

136172 Bacteria_16S 1682222 1682290 1 69 gi|219878420|ref|NR_025559.1| Actinomyces oricola 
strain R5292 16S ribosomal RNA, partial sequence 1681727 1683234 Actinomyces oricola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
136172 Bacteria_16S 1924087 1924167 1 81 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

136172 Bacteria_16S 1950076 1950156 1 81 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

136172 Bacteria_16S 2287925 2288001 7 83 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
strain L1 16S ribosomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

136172 Bacteria_16S 2466873 2466941 1 69 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 


strain Z-2189 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridium. 


2466381 2467877 Clostridium fimetarium Bacteria; 
Clostridiaceae; 


136172 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


136172 Bacteria_16S 


selangorensis str 
selangorensis Bac 


136172 Bacteria_16S 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


136172 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


136172 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


136172 Bacteria_16S 


strain IFO 15616 


2590878 2590958 1 81 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2617132 2617212 1 81 gi 
ain LMG 17710 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Lact 
2758560 2758636 1 77 gi 
rain KMM 3525 16S ribosomal RNA, partial 
cteria; Bacteroidetes; Sphingobacteria; 


cu 


2837002 2837070 1 69 gi 
n FS60-1 16S ribosomal RNA, partial sequ 
ria; Firmicutes; Lactobacillales; Lactob 
2898490 2898570 1 81 gi 
n Lg2 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycetal 
2903076 2903158 1 


83 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


136172 Bacteria_16S 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


136172 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


136172 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


136172 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


136172 Bacteria_16S 


strain DSM 7083 1 


3068448 3068528 1 81 gi 
train DSM 8609 16S ribosomal RNA, partia 


S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Ignavigranum. 
3111997 3112077 1 81 gi 
11383 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfobac 
3224177 3224245 1 69 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3356173 3356241 1 69 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


136172 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


136172 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


136172 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


136172 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


136172 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


136172 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


136172 Bacteria_16S 


strain KMM 6050 1 
Bacteroidetes; Fl 


136172 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


136172 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


136172 Bacteria_16S 


velocicrescens st 


velocicrescens Bacteria; 


3510174 3510254 1 81 gi 
DSM 20530 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
3525390 3525466 6 


82 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
3680848 3680951 1 102 gi 
215 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriales; 
3766030 3766090 7 67 gi 
W218 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovib 
3905892 3905952 7 67 gi 
ain L-1 16S ribosomal RNA, complete sequ 
teria; Proteobacteria; Gammaproteobacter 


3981726 3981841 1 114 


gi 


Flavobact 
gi 


avobacteria; Flavobacteriales; 
3986192 3986307 1 114 


avobacteria; Flavobacteriales; Flavobact 
4014605 40147201 114 gi 
KMM 3906 16S ribosomal RNA, partial seq 
ia; Bacteroidetes; Flavobacteria; Flavob 
4079735 4079846 7 116 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasmata 
4135676 41357527 83 gi 
rain MQ-4 16S ribosomal RNA, partial s 


eq 


219857274 
25903 


s 


219857254 


219856899 


ence 


e 
es; 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
occineae; 
219846876 


3090574 30919 


219846847 
31115 
terales; 
219846771 
32236 


e 


es; 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 


uence 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 


ence 
ia; 


219846237 
6S ribosomal RNA, partial sequence 3981260 39826 


uence 


ceae; 


219846123 


uence 


acillaceae; 
219856857 
28980 


inomycetales; 


Pseudomonadales; 


acteriales; 
219846166 
4079234 40807 


136172 Bacteria_16S 


strain HYOS-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


4141938 4142049 7 


Tenericutes; Mollicutes; 


Entomoplasmatales; 


Entomop 
gi 


116 


Spiroplasmataceae; 


lasmatales; 
219846119 
4141437 4142950 Spiroplasma montanense Bacteria; 


ref 


ref 


ref 
Fla 
ref 

2836503 28379 


Lactobacill 
ref 


ref 


ref 


acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
; Microbacterium. 
3091063 30911311 69 gi|219846861|ref|NR_026453.1 


90 Ignavigranum 


ref 
17 3112988 Desul 
Desulfobactera 
ref 


ref 


Dermabacterac 
ref 

3509716 35111 
Micrococc 


ref 


ref 
74 3681813 Polar 
Pol 
ref 
67 3766920 Desul 
sulfovibrio 
ref 

3905392 39069 
Ps 


ref 


zionia. 
ref 


Gramella. 
ref 

4014130 40155 
Flavobacter 
ref 
Spiroplasma. 
ref 


rs 


135174 41366 
Spiroplasmat 


NR_024905.1 
79 2591887 Entero 


NR_024885.1 

sequence 2616635 26181 
obacillaceae; 
219857147 


Paralactob 
NR_024775.1 
sequence 2758107 27595 
Sphingobacteriales; 
NR_024718.1 


NR_024676.1 
36 2899473 Microp 
Propionibacterineae; 


NR_024673.1 


NR_026439.1 


NR_026363.1 
89 3225098 Actino 
Actinomycineae; Act 


NR_026271.1 


NR_026161.1 


NR_026151.1 
NR_026041.1 
NR_025978.1 


NR_025881.1 


NR_025827.1 
NR_025824.1 
NR_025803.1 
NR_025756.1 


NR_025713.1 


2 


0 


0 
u 


6 
xr 


£ 
c 
i 


e 


8 
a 


i 
a 


£ 
n 


1 
e 


5 
ak 


8 


Paralactobacillus 
9 Paralactobacillus 
acillus. 

Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Lactobacillus 
8 Lactobacillus 
Ss. 

Micropruina 
ruina glycogenica 
Nocardioidaceae; 


eae; 
Microbacterium 

0 Microbacterium 

ococcineae; 


Desulfobacter 
eae; 


myces europaeus 
nomycetaceae; 


ae; Dermabacter. 
Microbacterium 
5 Microbacterium 


Polaribacter 
bacter filamentus 
ribacter. 
Desulfovibrio 
ovibrio acrylicus 
aceae; 
Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


Winodgradskyella 
6 Winodgradskyella 


Spiroplasma 
8 Spiroplasma 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Zimmermannella alba 
77 Zimmermannella alba Bacteria; 
Microbacteriac 
NR_026468.1 
1 sequence 3067998 30694 


Pseudoclavibacter. 


Ignavigranum ruoffiae 
ruoffiae Bacteria; 


obacter halotolerans 
Desulfobacter. 
Actinomyces europaeus 


Dermabacter hominis 
06 Dermabacter hominis Bacteria; 
occineae; 
219846569 


neae; Microbacteriaceae; 


Clostridium colinum 
07 Clostridium colinum Bacteria; 
ostridium. 
219846450 

36803 
Flavobacteriaceae; 
219846387 

37655 
rionales; De 
219846291 


Desulfovibrio. 


Bizionia paragorgiae 
84 Bizionia paragorgiae Bacteria; 
eriaceae; Bi 
219846234 
6S ribosomal RNA, partial sequence 3985718 39871 


Gramella echinicola 
55 Gramella echinicola Bacteria; 
eriaceae; 
219846213 


aceae; Winogradskyella. 
Spiroplasma melliferum 
48 Spiroplasma melliferum Bacteria; 


aceae; Spiroplasma. 


ref|NR_025709.1 


Spiroplasma. 


Spiroplasma montanense 


136172 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


136172 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


136172 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


136172 Bacteria_16S 


strain SW49 16S r 
Bacteroidetes; Fl 


136172 Bacteria_16S 


strain R18165 16S 


strain L532 16S r 
Firmicutes; Lacto 


136172 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


136172 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


136172 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


136172 Bacteria_16S 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


136172 Bacteria_16S 


dassonvillei subs 


Actinomycetales; 


136172 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


136172 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


136172 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


136172 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


136172 Bacteria_16S 


delbrueckii subsp 


Lactobacillus. 


136172 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


136172 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


136172 Bacteria_16S 


strain R 16086 16 


Lactobacillus delbrueckii subsp. 


ibosomal RNA, partial sequence 


avobacteria; Flavobacteriales; Flavobact 


4149766 4149877 7 116 gi|219846114 
ribosomal RNA, partial sequence 4149264 41507 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4154315 4154391 7 83 gi|219846111 
ribosomal RNA, partial sequence 4153813 41553 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4159012 4159088 7 83 gi| 219846108 
bosomal RNA, partial sequence 4158509 41600 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4163607 4163683 7 83 gi|219846105 
6S ribosomal RNA, partial sequence 4163118 41646 
icutes; Entomoplasmatales; Entomoplasmataceae; M 
4174288 41743647 83 gi| 219846097 

in GRUA-1 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Entomoplasmatales 
4228847 4228962 1 114 gi|219846049 


4228378 42297 


eriaceae 


4237939 4238007 1 69 
ribosomal RNA, complete sequence 


gi 


Streptosporangineae; Nocardiopsaceae; No 
94181 94264 1 84 gi 
bosomal RNA, complete sequence 
bacillales; Lactobacillaceae; 

110991 111054 6 69 
osomal RNA, partial sequence 

rochaetales; Spirochaetaceae; Treponema. 
335232 335311 1 80 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
345972 346051 1 80 gi 
osomal RNA, partial sequence 
lales; Paenibacillaceae; Brevibacillus 
380240 380319 1 80 gi 
indicus strain NCC725 16S ribosomal 


Lactobacil 


gi 


C1 


RN. 


414243 414322 1 80 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; Lacto 
426517 426596 1 80 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 

454330 454413 1 83 

S ribosomal RNA, complete sequence 


eq 
ba 


1 


gi 


indicus Bacteria; 


219846043 
4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
136172 Bacteria_16S 


nomycineae 

16998 17081 1 84 gi| 265679052 
ibosomal RNA, partial sequence 16478 18031 
bacillales; Lactobacillaceae; Lactobacillus. 

23159 23238 1 80 gi| 265679048 
in 265 16S ribosomal RNA, partial sequence 22677 
tes; Clostridia; Clostridiales; Clostridiaceae; 

27690 27769 1 80 gi| 265679045 
S ribosomal RNA, partial sequence 27210 28718 
avobacteria; Flavobacteriales; Flavobacteriaceae 

29281 29360 1 80 gi| 265679044 
in LA 5 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Lactobacillales; Lactobacillac 

42755 42834 1 80 gi| 265679035 
strain IMMIB D-1215 16S ribosomal RNA, partial s 
Bacteria; Actinobacteria; Actinobacteridae; Acti 
Nocardiopsis. 

85041 85120 1 80 gi| 265679006 
p- dassonvillei strain IMRU 509 16S ribosomal RN. 


cardiops 


265679000 
93645 


95214 
lus. 


265678988 
110499 11199 


265678834 


33475 
ales; Bi 


265678827 
345474 34689 


265678801 


A, parti 


265678778 


uence 
cillacea 


265678770 


sequence 


e; Actinomycet 


265678751 
453819 45536 


Firmicutes; Bacillales; Macrococcus. 

136172 Bacteria_16S 598718 598797 1 80 gi| 265678653 
strain B22P3 16S ribosomal RNA, partial sequence 598291 59976 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
136172 Bacteria_16S 807936 808019 1 84 gi| 265678507 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 80741 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 


Firmicutes; 


ref|NR_025704.1| Spiroplasma helicoides 
68 Spiroplasma helicoides Bacteria; 
iroplasma. 

ref|NR_025701.1| Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 
iroplasma. 
ref|NR_025698.1| Spiroplasma chinense 
24 Spiroplasma chinense Bacteria; 
iroplasma. 
ref|NR_025695.1| Mesoplasma tabanidae 
23 Mesoplasma tabanidae Bacteria; 
esoplasma. 
ref|NR_025687.1] Mesoplasma 

4173799 4175287 Mesoplasma 
; Entomoplasmataceae; Mesoplasma. 
ref|NR_025639.1| Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 
; Aequorivita. 
ref|NR_025633.1| Actinomyces dentalis 
60 Actinomyces dentalis Bacteria; 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


; Actinomycetaceae; Actinomyces. 
ref|NR_029360.1| Lactobacillus perolens 
Lactobacillus perolens Bacteria; 
ref |NR_029356.1| Clostridium 
24226 Clostridium orbiscindens 
Clostridium. 
ref |NR_029353.1| Coenonia anatina 
Coenonia anatina Bacteria; 
; Coenonia. 
ref |NR_029352.1| Lactobacillus 
28769 30312 Lactobacillus 
eae; Lactobacillus. 
ref |NR_029343.1| Nocardiopsis 
equence 42294 43754 Nocardiopsis 
nomycetales; Streptosporangineae; 
ref |NR_029314.1| Nocardiopsis 
A, partial sequence 84580 86040 
is. 
ref |NR_029308.1| Lactobacillus lindneri 
Lactobacillus lindneri Bacteria; 
ref|NR_029296.1| Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


ref|NR_029139.1| Bifidobacterium 

5 336267 Bifidobacterium subtile 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029132.1| Brevibacillus reuszeri 
2 Brevibacillus reuszeri Bacteria; 
ref|NR_029106.1| Lactobacillus 

al sequence 379741 381255 


Lactobacillales; Lactobacillaceae; 


ref |NR_029083.1| Lactobacillus 
413724 415278 Lactobacillus 
e; Lactobacillus. 
ref|NR_029075.1| Nesterenkonia 
426041 427535 Nesterenkonia 
ales; Micrococcineae; 


ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 
ref|NR_028958.1| Streptomyces javensis 
1 Streptomyces javensis Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_028810.1| Lactobacillus 

2 808917 Lactobacillus ingluviei 
illus. 


136172 Bacteria_16S 848946 849013 1 67 gi|265678480|ref|NR_028783.1 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; E 
Klebsiella. 

136172 Bacteria_16S 876090 876169 1 80 gi| 265678461 |ref|NR_028764.1 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptomyces. 

136172 Bacteria_16S 920619 920698 1 80 gi|265678431|ref|NR_028733.1 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; C 
Coriobacteriaceae; Slackia. 

136172 Bacteria_16S 983708 983771 6 69 gi|265678388|ref|NR_028690.1 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetac 
136172 Bacteria_16S 1028109 1028214 1 104 gi|265678359|ref|NR_028661.1 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
136172 Bacteria_16S 1072137 10722161 80 gi|265678329|ref|NR_028631.1 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 107168 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavob 
Vitellibacter. 

136172 Bacteria_16S 1130906 1130985 1 80 gi| 253680769 |ref|NR_028017.1 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
136172 Bacteria_16S 1208184 1208227 1 44 gi|228715352|ref|NR_027524.1 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


136172 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


136172 Bacteria_16S 


subsp. paredis st 
socranskii subsp. 


136172 Bacteria_16S 


subsp. buccale st 
socranskii subsp. 


136172 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


136172 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


136172 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


136172 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


136172 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


136172 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


136172 Bacteria_16S 


osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacteri 


1247428 1247507 1 80 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1251780 1251843 6 69 gi 
rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; Spirochaetes; Spiro 
1253307 1253370 6 69 gi 
rain ATCC 35534 16S ribosomal RNA, par 
buccale Bacteria; Spirochaetes; Spiro 
1263849 1263912 6 69 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1360926 1361005 1 80 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

1454914 1454981 1 67 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1509191 15092741 84 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1525776 1525855 1 80 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1583109 1583192 1 84 gi 


, 


Viridibacillus. 
80 gi 


lales; Planococcaceae; 


1639444 1639523 1 


1207714 12091 


ales; Cori 
219857449 
equence 

hlamydiace 
219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
219846655 
sequence 
; Spirocha 
228719712 
ence 13604 
idimicrobi 


224581417 
sequence 
ia; Aeromo 
219846290 
A, partial 
acillales; 
219857499 
15252 
; Lactobac 
219878489 


16S ribosomal RNA, partial sequence 1582619 15841 


219878450 


strain SNG49 16S ribosomal RNA, partial sequence 1638983 16404 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
136172 Bacteria_16S 1712781 1712883 1 101 gi| 219878399 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 

gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 
136172 Bacteria_16S 1740213 1740292 1 80 gi| 219878380 


strain DSM 44494 


16S ribosomal RNA, partial sequence 1739732 17412 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
136172 Bacteria_16S 1743302 1743381 1 80 gi| 219878378 
metallicus strain R2A 16S ribosomal RNA, partial sequence 17428 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Nocardiopsis. 

136172 Bacteria_16S 1837454 1837533 1 80 gi| 219878310 


intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 


intestinalis Bact 


eria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


obacterineae; Co 
ref |NR_025037.1 
1246931 124845 
Neochlamydi 
NR_024869.1 
125128 
rochaetaceae 
NR_024868.1 
125281 
Spirochaetaceae 
ref |NR_026247.1 
1263357 126483 
etaceae; Trepone 
ref|NR_027584.1 
61 1361925 Acidim 
ales; Acidimicro 


ae; 
ref 
nce 
Spi 
ref 
nce 


’ 


ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025628.1 


ref|NR_025589.1 
69 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025538.1 

1712309 171377 
les; Flavobacter 
ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025517.1 
31 1744318 Nocard 
ptosporangineae; 


a. 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Slackia 
Slackia 
oriobacterineae; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Cellulophaga algicola 


algicola Bacteria; 


Vitellibacter 
71073086 Vitellibacter 
acteriaceae; 


Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Neochlamydia 
9 Neochlamydia 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Treponema 
5 Treponema 
ma. 

Acidimicrobium 
icrobium ferrooxidans 
bineae; 


’ 


’ 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Lactobacillus jensenii 
acillus jensenii 


Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Flavobacterium 

7 Flavobacterium 

iaceae; Flavobacterium. 

Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 
Nocardiopsaceae; 


ref|NR_025449.1 
1836949 183846 
Lactobacill 


Lactobacillus 
1 Lactobacillus 
us. 


136172 Bacteria_16S 1839017 1839096 1 80 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

136172 Bacteria_16S 1852646 1852725 1 80 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 

136172 Bacteria_16S 1876982 1877061 1 80 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

136172 Bacteria_16S 2196607 2196690 1 84 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

136172 Bacteria_16S 2252698 2252777 1 80 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
136172 Bacteria_16S 2333262 2333341 1 80 gi| 219857507 |ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

136172 Bacteria_16S 2401386 2401465 1 80 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

136172 Bacteria_16S 2409068 2409147 1 80 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

136172 Bacteria_16S 2510547 2510626 1 80 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

136172 Bacteria_16S 2704626 2704705 1 80 gi|219857185|ref|NR_024813.1| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

136172 Bacteria_16S 2710610 2710724 1 113 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

136172 Bacteria_16S 2889455 2889534 1 80 gi| 219856863 |ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

136172 Bacteria_16S 2921568 2921639 6 77 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

136172 Bacteria_16S 3009435 3009514 1 80 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

136172 Bacteria_16S 3204502 3204565 6 69 gi|219846785|ref|NR_026377.1| Treponema amylovorum 


strain HA2P 16S r 
Spirochaetes; Spi 


136172 Bacteria_16S 
n DSM 44048 16S ribosomal RNA, partial 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


136172 Bacteria_16S 


strain DSM 40297 
Actinobacteria; A 


136172 Bacteria_16S 


strain DSM 43377 
Actinobacteria; A 


136172 Bacteria_16S 


dassonvillei subs 


Actinomycetales; 


136172 Bacteria_16S 


strain DSM 43040 


strain DSM 43039 


ibosomal RNA, partial sequence 
rochaetales; 
3255833 3255912 1 80 gi 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3257346 3257425 1 80 gi 
ctinobacteridae; Actinomycetales; 
3258858 3258937 1 80 gi 
ctinobacteridae; Actinomycetales; 
3260368 3260447 1 80 gi 
Pp. 


Streptosporangineae; Nocardiopsaceae; 
3330285 3330364 1 80 gi 


3331813 3331892 1 80 gi 


coerulea DSM 4314 


3348469 3348548 1 80 gi 
3 16S ribosomal RNA, partial sequence 


Stre 


albirubida strain DSM 40465 16S rib 
Nocardiopsis dassonvillei subsp. 


3204032 32054 
Spirochaetaceae; Treponema. 


219846750 
sequence 
Actinomyc 


219846749 


16S ribosomal RNA, partial sequence 3256883 32583 
Stre 


ptosporang 
219846748 


16S ribosomal RNA, partial sequence 3258396 32598 
osporang 


pt 
219846747 
Os 


Nocardiops 
219846698 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
136172 Bacteria_16S 


omonospori 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
136172 Bacteria_16S 


omonospori 
219846685 
33480 


omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


74 Treponema amylovorum Bacteria; 


ref |NR_026342.1 
3255372 325683 
etales; Streptos 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


ref |NR_026341.1 
45 Nocardiopsis listeri Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_026340.1| Nocardiopsis alba 

56 Nocardiopsis alba Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_026339.1| Nocardiopsis 

partial sequence 3259907 3261367 


Nocardiopsis listeri 


is. 
ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026277.1| Micromonospora 

02 3349477 Micromonospora coerulea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 

136172 Bacteria_16S 
strain ATCC 51270 
Bacteria; 
136172 Bacteria_16S 
strain DSM 6836 1 
Firmicutes; 
136172 Bacteria_16S 


Bacteroidetes; 


Clostridia; 


3409412 34095141 


Bacteroidia; 
3446379 3446458 1 


Clostridiales; 
3511696 3511778 1 


101 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


80 


83 


gi 


gi 


gi 


lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 


lacticum Bacteria; 
Microbacterium. 
136172 Bacteria_16S 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 

136172 Bacteria_16S 


3604975 3605054 1 
Bacteroidetes; 


3761565 3761647 1 


80 


ATCC 33612 16S ribosomal RNA, partial 


612 Bacteria; Flavobacteria; 


83 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; 
136172 Bacteria_16S 


3774936 3775011 7 


82 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846503 
sequence 


gi 


gi| 219846391 


3761076 37625 
Deltaproteobacteria; Desulfuromonadales; 


gi| 219846380 


putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 


putrefaciens Bacteria; Tenericutes; Mollicutes; Mycopla 


136172 Bacteria_16S 
strain IFO 15965 


136172 Bacteria_16S 
strain NRRL B-161 


136172 Bacteria_16S 
strain YIM 90010 


136172 Bacteria_16S 


strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 41153 
Flavobacteriales; 


Bacteroidetes; 
136172 Bacteria_16S 


strain ATCC 29799 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Bacteria; 
136172 Bacteria_16S 


Flavobacteria; 


3902770 3902849 1 


4032881 4032960 1 


4061427 4061506 1 


4114406 4114485 1 


4192614 4192693 1 


Bacteroidia; 
4216774 4216853 1 


80 


80 


53 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


80 


80 


80 


Bacteroidales; 


80 


gi| 219846293 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


gi|219846201 


gi|219846178 


16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219846141 


gi|219846080 


gi| 219846063 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
136172 Bacteria_16S 
strain C3H-21 16S 


136172 Bacteria_16S 
strain 55134 16S 


136172 Bacteria_16S 


epidermidis strain P159 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brevibacterium. 
136172 Bacteria_16S 
strain 113-1 16S 


136172 Bacteria_16S 
strain Kol5a 16S 


4243934 42440001 


144578 144660 1 


162783 162849 1 


185729 185795 1 


290932 290998 1 


67 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


83 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


67 


67 


ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


67 


ribosomal RNA, partial sequence 


Aquificae; Aquificales; Aquificaceae; Aquifex. 


136172 Bacteria_16S 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


antiquum Bacteria; 
Brevibacterium. 
136172 Bacteria_16S 


420269 420335 1 


564352 564418 1 


67 


67 


strain LV3 16S ribosomal RNA, partial sequence 


136172 Bacteria_16S 
mindensis strain 
mindensis Bacteria; 
136172 Bacteria_16S 


611041 611123 1 


TMW 1.80 16S ribosomal RNA, 


Firmicutes; Lactobacillal 
707672 707754 1 


83 


gi|219722939 


4243475 42448 


gi| 265678966 


144082 14559 


gi| 265678954 


gi| 265678939 


185230 18674 


gi| 265678866 


290399 29196 


265678774 
sequence 


gi 


gi| 265678676 


563902 56532 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi| 265678644 


complete sequence 


es; 


83 


strain 216 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Luteococcus. 


Lactob 


gi| 265678577 


219846638 
34089 
Porphyromona 
219846612 
6S ribosomal RNA, partial sequence 3445905 34473 
Clostridiaceae; 


smataceae; 


40324 
Glycomyc 


41921 
Bacteroidaceae; 


Actinomyceta 


ence 16233 


tinomycetales; 


acillaceae; 


ref 


ref 


ref 


ref 


Geobacteraceae; 


ref 


Myc 


ref 


ref 


ref 


ref 
Ul 


ref 


ref 


ref 


De 
ref 


Jo 
ref 


ref 


ref 


ref 
4 
ref 


Mi 
ref 


a 


La 


32 3410401 Porph 


daceae; Porphyromonas. 


3511236 351270 
Micrococcineae; Microbacteriaceae; 


3604483 36059 
Flavobac 


3774462 377592 


39 4193621 Bacter 


4216320 42177 
Streptosporangineae; 


4 163815 Brevib 
Micrococ 


19777 42127 


10536 61207 


NR_026230.1 


NR_026204.1 


NR_026160.1 


NR_026095.1 
7 


teriales; Fl 


NR_025982.1 


NR_025971.1 


oplasma. 
NR_025883.1 


NR_025791.1 


ineae; Glyco: 
NR_025768.1 


e; Nocardiop 
NR_025731.1 


vibacter. 
NR_025670.1 


Bacteroides. 
NR_025653.1 
7 
les; 


NR_024571.1 


rmabacterace 
NR_029274.1 


nesiaceae; J 
NR_029262.1 
cineae; Brev 


NR_029247.1 


NR_029172.1 


NR_029079.1 
7 
Micrococcin 


NR_028981.1 


crobacteriac 
NR_028949.1 
9 
ctobacillus. 


ref 


Porphyromonas catoniae 


yromonas catoniae 


Clostridium viride 


86 Clostridium viride Bacteria; 
Clostridium. 
219846568 


Microbacterium 
9 Microbacterium 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
Geobacter. 


Mycoplasma 
7 Mycoplasma 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
Cryptosporangiaceae; Cryptosporangium. 


Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 


mycetaceae; Glycomyces. 
Nocardiopsis salina 


36 Nocardiopsis salina Bacteria; 
Streptosporanginea 


saceae; Nocardiopsis. 
Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 
Flavobacteriaceae; 


Bacteroides capillosus 
oides capillosus 


Nocardiopsis 
2 Nocardiopsis 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 
ococcineae; 


ae; Brachybacterium. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 
ococcineae; 


onesia. 
Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 
elotrichaceae. 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 
ococcineae; 


eae; Rhodoglobus. 
Lactobacillus 
Lactobacillus 


NR_028882.1 


Luteococcus peritonei 


707255 708617 Luteococcus peritonei Bacteria; 


136172 Bacteria_16S 
strain 4B02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
136172 Bacteria_16S 


strain AB1110 16S 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
136172 Bacteria_16S 


748635 748732 7 102 gi 


751385 751455 7 77 
ribosomal RNA, partial sequence 


gi 


783405 783479 6 80 gi 


satelles strain VPI D143K-13 16S ribosomal RNA, partial 


satelles Bacteria 


136172 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


136172 Bacteria_16S 
CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Actinomycet 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


136172 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


136172 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


136172 Bacteria_16S 


strain Cal06 16S 


Firmicutes; Clostridia; Clostridiale 
798685 798751 1 67 gi 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
874641 874707 1 67 gi 


v 


Streptosporangium. 

1132436 1132502 1 67 gi 
CF63 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


eae; 


1165784 1165850 1 67 gi 
pelotrichi; Erysipelotrichales; Erysip 
1217148 12172301 83 gi 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


136172 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


136172 Bacteria_16S 


strain HI 11/12 1 
Bacteria; Aquific 


136172 Bacteria_16S 


strain NCIMB 7030 


1218583 1218665 1 83 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1230800 1230866 1 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1298384 1298450 1 67 gi 
55 16S ribosomal RNA, partial sequence 


67 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


136172 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


136172 Bacteria_16S 


picturae strain L 
picturae Bacteria 
Brevibacterium. 


136172 Bacteria_16S 


strain DSM 12798 


1584665 1584731 1 67 gi 


lales; Planococcaceae; Viridibacillus. 
1603243 1603309 1 67 gi 
MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


, 


1604782 1604864 1 83 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


136172 Bacteria_16S 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


136172 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


136172 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


136172 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


136172 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


136172 Bacteria_16S 


strain YIM 90003 


1606323 1606405 1 83 gi 
in Rell7 16S ribosomal RNA, partial se 


1785599 1785700 1 100 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Porphyromona 
1918012 1918094 1 83 gi 


bacillales; Lactobacillaceae; Pediococ 
2079830 2079912 1 83 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 

2082978 2083044 1 67 gi 
ATCC 33200 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Lactob 
2157128 21571941 67 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomonospora. 
136172 Bacteria_16S 2358937 2359003 1 67 gi 


eria; Actinobacteria; Actinobacteridae; 


265678547 


748219 74954 
oraxellace 


265678545 


750969 75229 
oraxellace 


265678523 
sequence 
s; Lachnos 
265678513 


798207 79971 


elotrichac 
265678462 
uence 


253680768 
ce 11319 
ales; Micr 


228720470 


somal RNA, partial sequence 1165300 1166687 Clost 


elotrichac 
219878473 


1216681 12181 


ococcineae 

219878368 

12181 
Prop 


ales; 


219878275 


complete sequence 1230306 12317 


rinis. 
219846893 
12979 
ococcineae 
219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


219878475 
quence 
tinomyceta 


219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
occineae; 


oc 
219878472 
quence 

; Actinomy 
219878345 
17851 
daceae; Dy 
219878249 


16S ribosomal RNA, partial sequence 1917484 19190 


cus. 
219878136 
sequence 
Actinomy 


’ 


219878134 
sequence 
acillaceae 
219857630 


16S ribosomal RNA, partial sequence 2156657 21581 


ptosporang 


219857488 


ref 


ae; 
ref 


ae; 
ref 


pira 
ref 


eae; 
ref 


ref 
ococ 
ref 
ridi 
eae. 
ref 


7 Mi 
ref 


ioni 


ref 


ref 


, Br 
ref 
ref 
les; 
ref 


7 Mi 
ref 


ceta 
ref 
sgon 
ref 
ref 
ceta 
ref 


; La 
ref 


inea 


3 Acinetobacter 


3 Acinetobacter 


782926 78438 


4 Turicibacter 


874217 87563 
ales; 


55 1133449 Brevi 


48 Arthrobacter 


99 1219566 Luteoc 


93 Thermocrinis 


19 1299312 Brevib 


1602772 16042 


05 Arthrobacter 


1605856 16073 


30 1786580 Dysgo 


2079371 20808 


2082477 20839 


NR_028851.1 


Acinetobacte 
NR_028849.1 


Acinetobacte 
NR_028827.1 
1 
ceae; Shuttl 
NR_028816.1 


Turicibacte 
NR_028765.1 
5 
; Streptospo 
NR_028016.1 
b 
cineae; Brev 
NR_027592.1 


um spiroform 
NR_025612.1 


crococcaceae 
NR_025507.1 


bacterineae; 


NR_025414.1 


NR_026485.1 


evibacteriac 
NR_025627.1 


NR_025614.1 
6 
Micrococcin 
NR_025613.1 


crococcacea 
NR_025611.1 
1 
les; Microco 
NR_025484.1 
n 
omonas. 
NR_025388.1 


NR_025275.1 
ad 
les; Propion 
NR_025273.1 
6 
ctobacillus. 
NR_025219.1 
Nocardio 


e; Pp 


ref 


Acinetobacter bouvetii 
bouvetii Bacteria; 
Gs 
Acinetobacter towneri 
towneri Bacteria; 
ic 
Shuttleworthia 
Shuttleworthia 
eworthia. 
Turicibacter sanguinis 


sanguinis Bacteria; 


Ee 
Streptosporangium 
Streptosporangium 

rangineae; 


Brevibacterium 
acterium sanguinis 


ibacteriaceae; 


Clostridium spiroforme 
e DSM 1552 Bacteria; 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Thermocrinis albus 


albus DSM 14484 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Arthrobacter mysorens 


mysorens Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


v 


Dysgonomonas mossii 
omonas mossii Bacteria; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Lactobacillus 
3 Lactobacillus 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


NR_025076.1 


Propionibacterium 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriac 


eae; Propionibacterium. 


136172 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


136172 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


136172 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


136172 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


136172 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


136172 Bacteria_16S 


caldilitoris stra 
caldilitoris Bact 


136172 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


136172 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


136172 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


136172 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


136172 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


136172 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


136172 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


136172 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


136172 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


136172 Bacteria_16S 


DSM 
Proteobacteria; 


2403 16S ribo 
G 


136172 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


136172 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


136172 Bacteria_16S 


strain DSM 20425 
Actinobacteria; A 


136172 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


136172 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


136172 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3047392 3047474 1 83 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3394133 3394199 1 67 gi 


el 


se 
ro 


ctinobacteridae; Actinomycetales; Micr 
3398672 3398754 1 83 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


oc 


s 
A 


3438791 3438861 7 77 


gi 
ammaproteobacteria; Pseudomonadales; Mor 
3458691 3458773 1 83 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3466301 3466383 1 83 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


al 
e; 


se 
Ac 
3502559 3502625 1 


67 gi 


ctinobacteridae; Actinomycetales; Microc 
3600377 3600455 1 79 gi 


bacillales; Carnobacteriaceae; Dolosig 
3889071 3889137 1 67 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3931882 3931948 1 67 gi 
IFU 12706 16S ribosomal RNA, complete 
Firmicutes; Lactobacillales; Carnoba 


ra 


er 


se 
ct 


, 


136172 Bacteria_16S 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 


3030089 30315 
219846890 
219846649 
6S ribosomal RNA, partial sequence 3393663 33951 


219846646 


219846617 
somal RNA, partial sequence 3438312 3439771 Acine 


219846603 


219846598 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 


219846506 
6S ribosomal RNA, partial sequence 3599877 36013 


219846302 
3888563 38900 


219846272 


otrichaceae. 

ref 
3046902 30484 

e; Facklamia. 


ref 


quence 
coccacea 


$) Br 
ref 

3398202 33996 
etales; Microco 


occineae 


equence 
ctinomyc 


ref 
toba 
ae; 

ref 
sequence 3458220 34596 
Actinomycetales; Micro 


cter lwoffi 


axellace Acinetobact 


ref 
3465830 3 
tales; Micr 


4673 
ococ 


quence 
tinomyce 


ref 


, Br 
ref 


occineae evibacteria 


nulum. 
ref 
Neisseria. 
ref 

3931373 39327 
anulicatell 


iaceae; 


quence 
eriaceae 


4112881 4112947 1 67 gi 


219846142 


NR_026482.1 


NR_026241.1 
47 Brevibacterium iodinum Bacteria; 
evibacteriac 
NR_026238.1 


NR_026209.1 


NR_026195.1 


NR_026190.1 


NR_026166.1 
72 Brevibacterium linens Bacteria; 


NR_026098.1 
99 Dolosigranulum pigrum Bacteria; 


NR_025892.1 
48 Neisseria flavescens Bacteria; 


NR_025862.1 


NR_025732.1 
4112427 4113885 Brevibacterium 


0 


8 
c 


BD 
e 
9 


Cc 


0 
c 


Cc 


7 
a 


2404470 2404552 1 83 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

2465298 2465380 1 83 gi| 219857406 |ref|NR_024994.1| Lactobacillus mucosae 

16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
tes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

2566263 2566337 6 80 gi|219857290|ref|NR_024921.1| Anaeromusa 
rain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
cteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

2668546 2668628 1 83 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
M 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Saccharopolyspora. 

2673132 2673214 1 83 gi| 219857207 |ref|NR_024835.1]| Lactobacillus 
rain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
cteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

2689666 2689732 1 67 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
in IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
eria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

2823321 2823387 1 67 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
in HGP1 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
eria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

2869401 2869467 1 67 gi|219856878|ref|NR_024697.1| Bacillus 
s strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 

2968268 2968350 1 83 gi|219846945|ref|NR_026537.1| Microlunatus 
in NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Microlunatus. 

2995715 2995781 1 67 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
train Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
acteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

3007931 3007997 1 67 gi|219846918|ref|NR_026510.1| Halospirulina 

ccc Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
ia; Cyanobacteria; Oscillatoriales; Halospirulina. 

3030570 3030636 1 67 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Facklamia 
3 Facklamia 


Brevibacterium iodinum 


eae; Brevibacterium. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Acinetobacter lwoffii 
Bacteria; 

tx 
Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 
Brevibacterium linens 
eae; Brevibacterium. 
Dolosigranulum pigrum 


Neisseria flavescens 


Granulicatella 
8 Granulicatella 


Brevibacterium 


permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


136172 Bacteria_16S 4120434 41205001 67 gi| 219846137 |ref|NR_025727.1 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
136172 Bacteria_16S 88014 88114 1 99 gi|265679004|ref|NR_029312.1 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 

haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
136172 Bacteria_16S 147484 147565 1 81 gi|265678964|ref|NR_029272.1 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineospo 
Kineosporiaceae; Kineococcus. 

136172 Bacteria_16S 411039 411120 1 82 gi|265678780|ref|NR_029085.1 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 

136172 Bacteria_16S 513883 513964 1 82 gi|265678709|ref|NR_029014.1 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

136172 Bacteria_16S 570415 570515 1 99 gi|265678672|ref|NR_028977.1 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 57142 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
136172 Bacteria_16S 973137 973214 1 78 gi| 265678395 |ref|NR_028697.1 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddli 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

136172 Bacteria_16S 1123474 1123555 1 82 gi|224581425|ref|NR_027206.1 


strain Kx146A4 16 
Firmicutes; Lacto 


136172 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


136172 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


136172 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


136172 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


136172 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


136172 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


136172 Bacteria_16S 


sublithincola str 
sublithincola Bac 


136172 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


136172 Bacteria_16S 


collinoides strai 
collinoides Bacte 


136172 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


136172 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


136172 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


136172 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


136172 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

1374597 1374697 1 99 
1 RNA, partial sequence 


Lactobacil 


gi 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
1983532 1983605 7 80 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


ng 
ue 
ia 


1985116 1985189 7 80 gi 
Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


ue 
a; 


2423021 24231211 99 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2737822 2737922 1 99 gi 
n KMM 3674 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 
2945648 2945729 1 82 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
3219615 3219695 1 82 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3304554 3304635 1 82 gi 


s 
la 


se 
VO. 


eq 
ob 


Ss; 


Lactobacil 


gi 


bacillales; Lactobacillaceae; 

3306094 3306175 1 82 
bacillales; Lactobacillaceae; Lactobacil 
3811274 38113551 82 gi 
£3 16S ribosomal RNA, partial sequence 


tes; Lactobacillales; Carnobacteriaceae; 


1122944 11244 


lus. 


228717906 
1374101 1375614 Kordi 


avobacteriales; Flavobacteriaceae; Kordia. 
1544133 1544233 1 99 gi| 219857262 
S ribosomal RNA, partial sequence 1543657 15451 
avobacteria; Flavobacteriales; Flavobacteriaceae; 
1943931 1944012 1 82 gi| 219878232 
16S ribosomal RNA, complete sequence 19433 
tes; Lactobacillales; Lactobacillaceae; Lactobac 
1981947 1982020 7 80 gi| 219878207 


1981436 19829 


iineae; 


219878206 


nce 
Myxoco 


, 


219878205 


nce 
Myxococ 


219857443 


equence 
vobacter 


219857162 


quence 
bacteria 


219856826 


uence 
acillace 


219846774 


32191 
Thermod 


219846718 
6S ribosomal RNA, partial sequence 3304055 33055 


lus. 


219846717 
6S ribosomal RNA, partial sequence 3305595 33071 


lus. 


219846355 


38107 
Carnoba 


3861279 3861360 1 82 gi 
1 RNA, partial sequence 


Lactobacillaceae; Lactobacillus. 


219846321 
3860745 3862279 Lactobacillus reuteri Bacteria; 


63 Lactobacillus 


ref 
aal 


NR_027568.1 
gicida OT-1 
ref |NR_024893.1 
enibacter. 


NR_025371.1 
b 


o. CY 
ref 
98 1944958 Lacto 
illus. 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 
1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025031.1 

2422553 242399 
iales; Flavobact 
ref|NR_024790.1 

2737379 273875 
les; Flavobacter 
ref|NR_024645.1 

2945130 294667 
ae; Lactobacillu 
ref |NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref |NR_025946.1 
56 3812276 Carnob 
cterium. 


n 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Capnocytophaga 
Capnocytophaga 

iaceae; Capnocytophaga. 
Kineococcus 
Kineococcus 

riineae; 


Lactobacillus 
Lactobacillus 


Lactobacillus rossiae 
rossiae Bacteria; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Waddlia chondrophila 
a chondrophila Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 

Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 

Lactobacillus 
8 Lactobacillus 
Ss. 

Coprothermobacter 
hermobacter platensis 
oprothermobacter. 

Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Carnobacterium 
acterium funditum 


Lactobacillus reuteri 


ref |NR_025911.1 


Firmicutes; 


136172 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


136172 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


136172 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


136172 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


136172 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


136172 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


136172 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


136172 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


136172 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


136172 Bacteria_16S 


coryniformis subs 


Lactobacillaceae; 


136172 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


136172 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


136172 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


136172 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


136172 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


136172 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


136172 Bacteria_16S 


KMM 3909 16S ribo 
Flavobacteria; Fl 


136172 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


136172 Bacteria_16S 


xinjiangense stra 
xinjiangense Bact 


136172 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


136172 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


136172 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


3890607 3890673 1 67 gi 


a; Neisseriales; Neisseriaceae; Kingella 
3987673 3987773 1 99 gi 
avobacteria; Flavobacteriales; Flavobact 
4016084 4016184 1 99 gi 
in KMM 3907 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 


s 


4093373 4093473 1 99 gi 
Flavoba 
gi 


avobacteria; Flavobacteriales; 
4118892 41189657 80 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4140373 4140446 7 

n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4160577 4160650 7 80 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
216521 216597 4 80 gi 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
339943 340023 1 81 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
507939 508023 1 84 gi 
p- torquens strain 30 16S ribosomal RN. 


ct 


Entomoplasmat 
80 gi 


as 


ne 


cu 
A, 


Lactobacillus. 

521547 521627 1 81 gi 
n R-9106 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
704848 704916 1 69 gi 
EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


qu 
VO. 


en 
al 


744461 744576 1 114 
bosomal RNA, partial sequence 

avobacteria; Flavobacteriales; Flavoba 
795547 795607 7 67 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
830843 830887 1 45 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
1627373 1627453 1 81 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2096623 2096738 1 114 gi 


gi 
ct 


nc 
ep 


qu 
nt 


nc 
S; 


avobacteriales; Flavobacteriaceae; Mes 
2179891 21799711 81 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2181407 2181487 1 81 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 
2433438 2433518 1 81 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2448665 2448745 1 81 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 

2534779 2534847 1 69 gi 
Ben 108 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 


on 


eq 
ba 


1 
av 


ne 
Ss; 
ia 
Ca 


136172 Bacteria_16S 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 


219846301 
3890099 3891585 Kinge 


219846233 
6S ribosomal RNA, partial sequence 3987206 39886 


219846212 
av 


219846157 
6S ribosomal RNA, partial sequence 4092900 40 


219846138 
4118405 41 


219846120 
eq 
219846107 
equence 

lasmatales; 
265678918 
216053 21755 


265678831 
339450 34088 


265678713 
265678704 


265678579 


265678550 
744001 74541 
265678515 
265678492 
219878458 
219878124 
somal RNA, partial sequence 2096154 2097581 Meson 
219857613 
219857612 
219857432 


219857420 


219857354 


ref 
lla 


NR_025891.1 
oralis Bacte 


ref |NR_025823.1 


; Aquimarina. 
ref |NR_025802.1 

4015607 401703 
ales; Flavobacte 


eriaceae 


equence 
obacteri 


’ 


ref|NR_025747.1 
943 


eae 


, Ar 
ref 


enibacter. 
NR_025728.1 


eriac 


199 
aceae; Mesop 
ref|NR_025710.1 
4139871 414138 
Spiroplasmatace 
ref|NR_025697.1 
160075 416159 
; Spiroplasmatac 
ref |NR_029226.1 


lasma. 


uence 


matales; 


rs 


; Blastopire 
NR_029136.1 


tomycetaceae 


ref 


Ss. 
ref 
e se 


NR_029018.1 


complet quence 


ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref |NR_028884.1 
6 705838 Friedm 
ionibacterineae 


ence 
bacteria 


ce 70441 
es; Prop 


, 


ref |NR_028854.1 
8 Psychroflexus 
; Psychroflexus 
ref |NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_028795.1 
830324 831835 
ceae; Enterococc 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref |NR_025263.1 
ia algae Bacteri 


eriaceae 


e 79504 
tospiril 


ence 
erococca 


16269 
Flavoba 


e 


ia. 
ref|NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 
ales; Flavobacte 
ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flav 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_024942.1 
2534307 253578 


ales; Propioniba 


ND 


uence 
cteriale 


is} 


sequence 
obacteri 


24329 
Flavoba 


e 
1 sequen 
rnobacte 


nce 
inomycet 


Kingella oralis strain 
ria; Proteobacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Winogradskyella 
5 Winogradskyella 
riaceae; 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Flavobacterium 

Flavobacterium 
iaceae; Flavobacterium. 
Friedmanniella 
anniella lacustris 
Nocardioidaceae; 


Psychroflexus tropicus 
tropicus Bacteria; 


Leptospirillum 
pirillum ferriphilum 


Enterococcus 
Enterococcus 

us. 

Flavobacterium 
acterium frigoris 
obacterium. 

Mesonia algae strain 
a; Bacteroidetes; 


Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 
Flavobacterium 
acterium frigidarium 
obacterium. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Friedmanniella 
3 Friedmanniella 
cterineae; 


2587750 2587818 1 69 gi 


219857276 


ref |NR_024907.1 
2587275 258874 


Friedmanniella 
9 Friedmanniella 


spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 
136172 Bacteria_16S 


Friedmanniella. 


bendigoensis strain Benl06 16S ribosomal RNA, partial s 


bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Tessaracoccus. 


136172 Bacteria_16S 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partia 


psychrotolerans Bacteria; Firmicutes; Lactobacillales; 


136172 Bacteria_16S 


psychrotolerans strain M13-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; 


136172 Bacteria_16S 


Bacteria; 


Bacteroidetes; 


2626272 2626316 1 45 gi|219857247|ref|NR_024877.1| Tessaracoccus 
equence 2625807 2627271 Tessaracoccus 
; Actinomycetales; Propionibacterineae; 
2680744 2680824 1 81 gi|219857202|ref|NR_024830.1| Alkalibacterium 
1 sequence 2680270 2681761 Alkalibacterium 
Carnobacteriaceae; Alkalibacterium. 
2731879 2731959 1 81 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
sequence 2731401 2732858 Marinilactibacillus 
Carnobacteriaceae; Marinilactibacillus. 
2742217 2742297 1 81 gi|219857159|ref|NR_024787.1| Flavobacterium 
limicola strain ST-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
2969796 2969864 1 69 gi|219846944|ref|NR_026536.1| Friedmanniella 


136172 Bacteria_16S 
antarctica strain 
antarctica Bacter 
Nocardioidaceae; 
136172 Bacteria_16S 
strain NCFB 2890 
Firmicutes; 
136172 Bacteria_16S 
KMM 6031 16S ribo 
Flavobacteria; Fl 
136172 Bacteria_16S 


Lactobacillales; 


avobacteriales; 


3613991 36140711 


3990639 3990754 1 


4040469 4040513 1 


R-7190 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 
136172 Bacteria_16S 
syrphidicola stra 
syrphidicola Bacteria; 
136172 Bacteria_16S 

leptinotarsae str 
leptinotarsae Bac 
136172 Bacteria_16S 
strain 23-6 16S r 
Tenericutes; Moll 
136172 Bacteria_16S 
strain CUAS-1 16S 
Tenericutes; Moll 
136172 Bacteria_16S 
chrysopicola stra 
chrysopicola Bacteria; 
136172 Bacteria_16S 

brennaborense str 
brennaborense Bac 
136172 Bacteria_16S 
gastricus strain 
gastricus Bacteria; 
136172 Bacteria_16S 
atlanticus strain 
atlanticus Bacteria; 
136172 Bacteria_16S 
halichoeri strain 
halichoeri Bacteria; 
136172 Bacteria_16S 
versmoldensis str 


laceae; 
in EA-1 
ain LD- 
teria; 


ibosoma 
icutes; 


riboso 
icutes; 


teria; 


Firmicutes; 


Bacillus. 
4138806 4138917 7 
16S ribosomal RNA, 


4145069 4145145 7 


4151321 41514327 


Entomoplasmatales; 
4152749 4152860 7 


Entomoplasmatales; 
4157445 4157556 7 


35299 35362 6 


Spirochaetes; 
412639 412682 1 


Kx156A7 16S ribosomal RNA, 
Firmicutes; 


443505 443584 1 


497101 497184 1 


550616 550659 1 


Tenericutes; Mollicutes; 


1 RNA, partial sequence 


mal RNA, partial sequence 


Lactobacillales; 


Flavobacteria; 


81 gi 


114 gi 
Pib 


45 gi 


AA-1042 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


Ac 


219846496 


16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloioc 


occus. 
219846231 


somal RNA, partial sequence 3990163 3991609 Piboc 
Flavobacteriaceae; 


ocella. 
219846196 


4039998 4041459 Bacil 


116 gi 


partial seque 


Entomop 


83 gi 


1B 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 


Entomo 
116 gi 
Spiroplasma 

116 gi 


Spiroplasma 
116 gi 


Entomop 


69 gi 


ain DD5/3 16S ribosomal RNA, partial s 
Spirochaetales; 


Ss 

44 gi 
complete se 
Lactob 


80 gi 


HTCC2559 16S ribosomal RNA, partial s 
Bacteroidetes; 


84 gi 


M512/02/1 16S ribosomal RNA, partial 
Lactobacillales; 


Strep 


44 gi 


4150819 41 


4152247 41 


versmoldensis Bac 


136172 Bacteria_16S 


daecheongense str 


ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
565868 565911 1 44 gi 
ain CPW406 16S ribosomal RNA, partial 


daecheongense Bac 
Chryseobacterium. 
136172 Bacteria_16S 
prausnitzii strai 
prausnitzii Bacteria; 
136172 Bacteria_16S 

defluvii strain B 
Bacteria; Bactero 
136172 Bacteria_16S 
strain Chj707 16S 
Bacteroidetes; Fl 
136172 Bacteria_16S 


koreensis strain LM042 16S ribosomal RNA, partial sequence 


teria; 


idetes; 


avobacteria; 


Bacteroidetes; 


594413 594492 1 


621700 621743 1 


Flavobacteria; 
800252 800295 1 


ribosomal RNA, partial sequence 
Flavobacteriales; 


882105 882184 1 


Flavobacteria; 


Clostridia; 


F 


80 gi 


n ATCC 27768 16S ribosomal RNA, partia 
Firmicutes; 


Clostridi 
44 gi 


2 16S ribosomal RNA, partial sequence 
Flavobacteriale 


44 gi 
Flavoba 


80 gi 


219846121 
nce 
lasmatales 
219846117 
equence 
plasmatale 
219846113 
521 
taceae; Sp 
219846112 
537 
taceae; Sp 
219846109 


in DF-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


lasmatales 
265679040 
equence 
pirochaeta 
265678779 
quence 
acillaceae 
265678759 
equence 


Flavobacterial 


265678720 
sequence 
tococcacea 
265678685 
quence 
ctobacilla 

265678675 
sequence 
lavobacter 


265678656 
1 sequence 
ales; Rumi 
265678637 

62122 
s; Flavoba 
265678512 


799765 80123 


cteriaceae 
265678456 


tinomycetale 


ref 


ref 


ella 


ref 
lus 


ref 


rs 


7; Sp 
ref 

4 
s; S 
ref 


irop 
ref 


irop 
ref 
4 
; Sp 
ref 


ceae 
ref 


rs 


7 La 
ref 


es; 
ref 


e; S 
ref 


2969338 29708 
s; Propionibacterineae; 


09 Alloiococcus 


138305 41398 


144567 41460 


156944 41584 


34837 


12124 41367 


443005 44449 


496622 49812 


550095 55165 


1 
NR_026088.1 


NR_025821.1 
ponti Bacte 


NR_025786.1 
fordii Bacte 


NR_025711.1 
2 
iroplasmatac 
NR_025707.1 
8 
piroplasmata 
NR_025703.1 


lasma. 
NR_025702.1 


lasma. 
NR_025699.1 
5 
iroplasmatac 
NR_029348.1 

36333 
7 Treponema 
NR_029084.1 
3 


ctobacillus 
NR_029064.1 
3 
Flavobacteri 
NR_029025.1 
7 
treptococcus 
NR_028990.1 
2 


ceae; Lactobacil 
ref |NR_028980.1 
565378 566823 


iale 


ref 


noco 
ref 


cter 
ref 


7 Ka 


593943 59540 


9 622643 Chrys 


s; Flavobact 
NR_028961.1 

4 
ccaceae; Fae 
NR_028942.1 
e 
iaceae; Chry 
NR_028815.1 


istella. 


ref 


0 Friedmanniella 


Alloiococcus otitis 


otitis Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Bacillus fordii strain 
ria; Firmicutes; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

3 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Treponema 
Treponema 


Lactobacillus 
Lactobacillus 


Croceibacter 
Croceibacter 
aceae; Croceibacter. 
Streptococcus 
Streptococcus 
Lactobacillus 
Lactobacillus 
lus. 
Chryseobacterium 
Chryseobacterium 
eriaceae; 


Faecalibacterium 
Faecalibacterium 
calibacterium. 
Chryseobacterium 
obacterium defluvii 
seobacterium. 
Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


NR_028758.1 


Catellatospora 


881630 883139 Catellatospora koreensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Catellatospora. 
136172 Bacteria_16S 
hydrothermale str 
hydrothermale Bacteria; 
Desulfacinum. 
136172 Bacteria_16S 
auratinigra strai 


883672 883753 1 81 gi 


Proteobacteria; 
1031106 1031185 1 


80 gi 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


136172 Bacteria_16S 
strain LK2-10 16S 


1048029 1048108 1 80 
ribosomal RNA, partial sequence 


gi 


265678455 


ain MT-96 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


265678357 


n TT1-11 16S ribosomal RNA, partial sequence 


Actinomyc 


265678346 


1047573 10490 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


Micromonospora. 
136172 Bacteria_16S 
strain M 6 A9 16S 


Firmicutes; 


Firmicutes; 


Bacteria; 


DSM 
Bacteria; 


Bacteria; 


Lactobacillales; 
136172 Bacteria_16S 
strain I-273 16S 
Lactobacillales; 
136172 Bacteria_16S 
ATCC 700755 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
136172 Bacteria_16S 
ochracea DSM 7271 
7271 Bacteria; 
136172 Bacteria_16S 
18053 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
136172 Bacteria_16S 
AT1047 16S ribosomal RNA, partial sequence 
Flavobacteria; 
136172 Bacteria_16S 
strain AT1013 16S 
Bacteroidetes; 
136172 Bacteria_16S 
strain L1-82 16S 
Firmicutes; 
136172 Bacteria_16S 

endolithica strai 


1091690 1091733 1 44 
ribosomal RNA, partial sequence 
Lactobacillaceae; 
1117361 1117444 1 84 
ribosomal RNA, partial sequence 
Streptococcaceae; 
1167205 1167284 1 80 


gi 


gi 


gi 


Flavobacteria; 
1173391 11734701 80 gi 
16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; 
1199072 1199162 12 


100 gi 
Sphingobacteria; 


1272980 1273023 1 44 


gi 
Flavobacteriales; Flavobacteriaceae; 
1274402 1274445 1 44 
ribosomal RNA, partial sequence 
Flavobacteria; Flavobacteriales; 
1383593 1383668 6 81 
ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
1451830 1451909 1 80 


Sej 
gi 


gi 


gi 


endolithica Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


136172 Bacteria_16S 
strain OMZ833 16S 
Spirochaetes; 
136172 Bacteria_16S 


Spirochaetales; 


1522704 1522767 6 69 
ribosomal RNA, partial sequence 


gi 


1531832 15319111 80 gi 


Flavobacteriales; 


265678315 


1091188 10926 
Lactobacillus. 


265678297 


1116890 11182 
Streptococcus. 


228719858 


1166738 11681 
Flavobacteriales; 


Flavoba 
228719222 
11729 
Fl 
228715480 


1198618 12000 
Sphingobacteriales; 


Fle 
219846220 


ongia. 
219846219 


1273959 12753 
Flavobacteriaceae; 


228716944 


1383100 13845 
Lachnospiraceae; 


224581419 


n AA459 16S ribosomal RNA, partial sequence 


Actinomyc 


219857543 


1522207 15236 
Spirochaetaceae; Treponema. 


219857427 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial seque 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 


136172 Bacteria_16S 
strain ATCC 19645 


Firmicutes; 


Lactobacillales; 
136172 Bacteria_16S 


1744868 1744951 1 84 gi 
16S ribosomal RNA, partial sequence 

Streptococcaceae; Streptoc 
1866409 1866488 1 80 gi 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


136172 Bacteria_16S 
joostei strain LM 
joostei Bacteria; 
136172 Bacteria_16S 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial 
scophthalmum Bacteria; 
Chryseobacterium. 
136172 Bacteria_16S 
strain NNO15840 1 
Bacteroidetes; 
136172 Bacteria_16S 


1919556 1919599 1 44 


gi 


Bacteroidetes; 
1921064 1921107 1 


Flavobacteria; 


44 gi 


Bacteroidetes; Flavobacteria; Fl 


2064459 2064573 1 113 gi 


Flavobacteria; Flavobacteriales; 


2105732 2105834 1 101 gi 


219878377 
17443 
occus. 
219878290 
18659 


219878248 


G 18212 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


219878247 
sequence 
avobacteri 


219878147 


6S ribosomal RNA, partial sequence 2063988 20654 
Flavobacteriaceae 


219878116 


glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 


glaciale Bacteria; 
136172 Bacteria_16S 


Flavob 
gi 


Bacteroidetes; 
2407548 2407591 1 


Flavobacteria; 
44 


acteriales 
219857455 


Synt 


ref 


ref 


ref 


ref 
ref 
ref 
ref 
ref 


ref 


1272544 1273908 Sejongia 


ref 


ref 


Ros 
ref 


etal 


ref 


ref 
nce 


Actinomycetales; 


ref 


ref 


ref 


ref 


ales 


ref 


ref 


ND 


Cr 
ref 


883190 884650 
rophobacterales; 


1030633 103211 


etales; Micromon 


88 Lactobacillus 
82 Streptococcus 
92 Psychroflexus 


cteriaceae; 


00 1174354 Capnoc 
avobacteriaceae; 


69 1745812 Strept 
35 1867442 Asanoa 
neae; 


1919085 192055 
Flavobacteriace 


1920604 192206 


61 Cellulophaga 
; Cellulophaga. 


105286 210665 


NR_028757.1 


NR_028659.1 


NR_028648.1 
Micromonos 


NR_028617.1 


NR_028598.1 


NR_027586.1 


Psyc 


NR_027581.1 


NR_027533.1 


NR_025810.1 


NR_025809.1 


NR_027557.1 


eburia. 
NR_027200.1 


1451367 145284 


es; Micromon 


NR_025131.1 


NR_025015.1 
153135 


NR_025516.1 


NR_025429.1 


Micromonos 
NR_025387.1 


NR_025386.1 
; Flavobacte 


NR_025286.1 


NR_025255.1 


yomorphaceae 


jeonii Bacte 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Micromonospora 
4 Micromonospora 


osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 
neae; 


poraceae; 


Lactobacillus algidus 
algidus Bacteria; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 
Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 
xibacteraceae; D 


yadobacter. 
Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 
Sejongia. 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Micromonospora 
3 Micromonospora 
osporineae; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Micromonospora 
9 1532864 Micromonospora 


Micromonosporineae; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Asanoa ishikariensis 

ishikariensis Bacteria; 

poraceae; Asanoa. 
Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 

riaceae; 


Cellulophaga baltica 


baltica Bacteria; 


Brumimicrobium 

6 Brumimicrobium 

; Brumimicrobium. 
Riemerella columbina 


NR_025043.1 


strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 


Bacteroidetes; 


Flavobacteria; Flavobacteriales; 


Flavobacteriaceae; 


Ri 


emerella. 


136172 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
136172 Bacteria_16S 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 26847 


Bacteroidetes; Fl 


136172 Bacteria_16S 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 26 


Bacteroidetes; Fl 


136172 Bacteria_16S 


strain KMM 3526 1 
Bacteroidetes; Fl 


136172 Bacteria_16S 


holothuriorum str 
holothuriorum Bac 
Salegentibacter. 


136172 Bacteria_16S 


strain K97-0003 1 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


136172 Bacteria_16S 


strain IFO 12513 


136172 Bacteria_ 
strain IFO 13911 


136172 Bacteria_ 
strain IFO 14915 


136172 Bacteria_ 
strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


136172 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


136172 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


136172 Bacteria_16S 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Catenuloplanes. 


136172 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


136172 Bacteria_16S 


strain IAM 14848 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


136172 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


136172 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


136172 Bacteria_16S 


strain 1A-C 16S r 


2512054 2512133 1 80 gi 
7 16S ribosomal RNA, partial sequence 
Stre 
2683767 2683846 1 80 gi 
Flavoba 


gi 


avobacteria; Flavobacteriales; 


2685209 2685288 1 80 


Flavoba 
gi 


avobacteria; Flavobacteriales; 


2686678 2686757 1 80 


avobacteria; Flavobacteriales; Flavoba 
2691164 2691243 1 80 gi 
ain KMM 3524 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 


2724212 27242911 80 gi 


2796076 2796155 1 80 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 


2799119 2799198 1 80 gi 


6S 2800642 2800721 1 80 gi 


6S 2802163 2802242 1 80 gi 


6S 2803684 2803763 1 80 gi 


2805206 2805285 1 80 gi 
in IFO 14935 16S ribosomal RNA, partia 


e; Actinoplanes. 
2806728 2806807 1 80 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808250 2808329 1 80 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
2829354 2829433 1 


80 gi 


2890967 2891046 1 80 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2900004 2900085 1 


83 gi 


2941033 2941112 1 80 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2942549 2942628 1 80 gi 
YU655-43 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 
e; Virgisporangium. 

3103040 3103119 1 80 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3310547 3310628 1 83 


gi 


6S ribosomal RNA, partial sequence 2686201 26 


6S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
136172 Bacteria_16S 


16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
136172 Bacteria_16S 


eria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
136172 Bacteria_16S 


219857369 

25115 

ptosporang 
219857200 


cteriaceae 
219857199 
861 
cteriaceae 
219857198 
876 
cteriaceae 
219857195 
1 sequence 
lavobacter 


219857172 
252 
omonospori 
219857119 
al sequenc 
e; Actin 


219857117 
001 
omonospori 
219857116 
016 
omonospori 
219857115 
031 
omonospori 
219857114 
047 
omonospori 
219857113 
1 sequence 
; Actinomy 
19857112 
sequence 


2 
af 
; Actinomy: 


219857111 
1 sequence 
; Actinomy 


219856904 
omonospori 


219856862 
sequence 
Actinomyc 


219856856 


oc 
219856829 

equence 

Actinomyc 


219856828 
quence 
ctinomycet 


219846853 
quence 


; Actinomy 


omycet 


occineae; 


ref |NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref |NR_024828.1 
7 ZO 
ref 


bellia. 
NR_024827.1 
7 ZO 
ref 


bellia. 
NR_024826.1 
; Zobellia. 
ref |NR_024823.1 
2690706 269211 
iales; Flavobact 


ref|NR_024800.1 


neae; Micromonos 
ref|NR_024747.1 
e 2795622 279709 
ales; Micro 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 

2804752 280622 
cetales; Micromo 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


ref|NR_024725.1 


neae; Micromonos 
ref|NR_024681.1 

2890502 289195 
etales; Micromon 
ref|NR_024675.1 
; Microbacteriac 
ref |NR_024648.1 

2940579 294204 
etales; Micromon 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


, 


ref|NR_026445.1 
102586 310404 


cetales; Micromo 


Ww 


219846713 


ibosomal RNA, partial sequence 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Actinoplanes 
4 Actinoplanes 


monosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 
Actinoplanes 
8 Actinoplanes 


osporineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


ref|NR_026305.1 


Georgenia muralis 


3310081 3311497 Georgenia muralis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 


136172 Bacteria_16S 3324190 3324269 1 80 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

136172 Bacteria_16S 3325717 3325796 1 80 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

136172 Bacteria_16S 3327238 33273171 80 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

136172 Bacteria_16S 3328757 3328836 1 80 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

136172 Bacteria_16S 3333308 3333387 1 80 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
136172 Bacteria_16S 3334802 3334881 1 80 gi| 219846695 |ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

136172 Bacteria_16S 3340843 3340922 1 80 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

136172 Bacteria_16S 3342370 3342449 1 80 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal Micr 
Dactylosporangium. 
136172 Bacteria_16S 
inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 

136172 Bacteria_16S 
aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 

136172 Bacteria_16S 
halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 

136172 Bacteria_16S 3354613 3354656 1 44 gi 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, compl 
tyrofermentans Bacteria; Actinobacteria; Actinobacterid 


es; omonosporineae; Micromonosporaceae; 
3343889 3343968 1 80 gi 
19 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


219846688 
33434 
Micr 


ref |NR_026280.1| Micromonospora 

22 3344899 Micromonospora inositola 
ales; omonosporineae; Micromonosporaceae; 
3345417 3345496 1 80 gi 
813 16S ribosomal RNA, partial sequenc 


acteria; Actinobacteridae; Actinomycet 


219846687 
e 33449 
al Micr 


ref|NR_026279.1| Micromonospora 

50 3346425 Micromonospora aurantiaca 
es; omonosporineae; Micromonosporaceae; 
219846686 
ce 33464 
al Micr 


3346943 3347022 1 80 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ref|NR_026278.1| Micromonospora 

76 3347951 Micromonospora halophytica 
es; omonosporineae; Micromonosporaceae; 
219846680 
ete sequen 
ae; Actino: 


ref|NR_026272.1 
ce 3354134 335564 
mycetales; Micro 


Brachybacterium 
5 Brachybacterium 
coccineae; 


v 


Dermabacteraceae; 


136172 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


136172 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


136172 Bacteria_16S 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


136172 Bacteria_16S 


salegens strain D 
salegens Bacteria 


136172 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


136172 Bacteria_16S 


strain KMM 6034 1 
Bacteroidetes; Fl 


136172 Bacteria_16S 


Brachybacterium. 

3703406 3703449 1 44 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
3712407 3712486 1 80 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3713868 3713947 1 80 gi 
rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 
3814348 3814427 1 80 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3917720 3917799 1 80 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

3989151 3989230 1 


, 


80 gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3992134 3992213 1 80 


6S ribosomal RNA, partial sequence 3988683 39901 


219846434 
ial sequen 
lavobacter 
219846428 
ence 37119 
ales; Micr 


219846427 
equence 
ae; Actino 


, 


219846353 
uence 

acteriales 
219846282 
al sequenc 
ae; Actino 


219846232 


cteriaceae 
219846230 


mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 


mishustinae Bacte 


ria; Bacteroidetes; Flavobacteria; 


’ 


’ 


ref 


ce 3702915 37043 
iale 


ref 


82 3713392 Actin 
omon 


ref 


3713443 37148 
myce 


ref 


3813879 38153 


Fl 
ref 


e 3917267 39187 
myce 


ref 


Gi 
ref 


NR_026025.1 


0 
s; Flavobact 
NR_026019.1 
° 
osporineae; 
NR_026018.1 
5 
tales; Micro: 
NR_025944.1 
4 
avobacteriac 
NR_025872.1 
3 
° 


tales; Micr 
NR_025822.1 


llisia. 
NR_025820.1 


Riemerella 
0 Riemerella 
eriaceae; 
Actinoplanes 

planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Salegentibacter 
9 Salegentibacter 
eae; 
Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Salegentibacter 


3991660 3993097 Salegentibacter 


Flavobacteriales; 


Flavobacter 


iaceae; 


Riemerella. 


Salegentibacter. 


Gillisia mitskevichiae 
12 Gillisia mitskevichiae Bacteria; 


Salegentibacter. 


136172 Bacteria_16S 4087413 4087492 1 80 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 
strain KMM 3951 16S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

136172 Bacteria_16S 4088904 4088983 1 80 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 
strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

136172 Bacteria_16S 4091891 4091970 1 80 gi|219846158|ref|NR_025748.1| Maribacter 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
136172 Bacteria_16S 4137241 4137316 7 82 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

136172 Bacteria_16S 4143503 4143578 7 82 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

136172 Bacteria_16S 4155880 4155955 7 82 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

136172 Bacteria_16S 74730 74827 7 102 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

136172 Bacteria_16S 864193 864294 1 99 gi|265678469|ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
136172 Bacteria_16S 1609301 1609383 1 83 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

136172 Bacteria_16S 1732588 1732622 1 35 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

136172 Bacteria_16S 2076711 2076777 1 67 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

136172 Bacteria_16S 2081382 2081448 1 67 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

136172 Bacteria_16S 2193547 2193581 1 35 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

136172 Bacteria_16S 2416870 2416952 1 83 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

136172 Bacteria_16S 2962176 2962258 1 83 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

136172 Bacteria_16S 3746369 3746403 1 35 gi|219846403|ref|NR_025994.1| Nonomuraea angiospora 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
136172 Bacteria_16S 3793080 3793181 1 100 gi|219846368|ref|NR_025959.1| Polaribacter 
franzmannii strain 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polaribacter franzmannii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

136172 Bacteria_16S 76105 76178 7 80 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

136172 Bacteria_16S 294004 294077 7 80 gi|265678864|ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

136172 Bacteria_16S 455894 455975 1 82 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

136172 Bacteria_16S 512445 512526 1 82 gi|265678710|ref|NR_029015.1]| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

136172 Bacteria_16S 775699 775780 1 82 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

136172 Bacteria_16S 915958 916039 1 82 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 


136172 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


136172 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


136172 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


136172 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


136172 Bacteria_16S 


dysgalactiae subs 


Streptococcaceae; 


136172 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


136172 Bacteria_16S 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


136172 Bacteria_16S 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


136172 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


136172 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


136172 Bacteria_16S 


galactanivorans s 
galactanivorans B 


136172 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


136172 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


136172 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


136172 Bacteria_16S 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


136172 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


136172 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


136172 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


136172 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


136172 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


1020497 1020578 1 82 gi| 265678364 
bosomal RNA, complete sequence 1019984 10214 
bacillales; Streptococcaceae; Streptococcus. 

1022050 10221311 82 gi| 265678363 

ATCC 33400 16S ribosomal RNA, complete sequence 
ia; Firmicutes; Lactobacillales; Streptococcacea 

1023621 1023702 1 82 gi| 265678362 


ref|NR_028666.1| Streptococcus gordonii 
95 Streptococcus gordonii Bacteria; 
ref|NR_028665.1] Streptococcus 

1021546 1023060 Streptococcus 
e; Streptococcus. 
ref|NR_028664.1| Streptococcus mitis 


ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1224659 1224740 1 82 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1322894 1322975 1 82 gi 
p- dysgalactiae strain ATCC 43078 16S 


oc 


Streptococcus. 

1410506 1410587 1 82 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1714317 1714417 1 99 gi 
M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; Sphingobacteria; Sphin 


se 


ue 
go. 


1925649 1925682 1 34 gi 
in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

2258854 2258935 1 82 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2281940 2282048 7 113 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2392381 2392414 1 34 gi 
train Dsij 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Flavobacteria; 
2486327 2486435 7 113 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489354 2489462 7 113 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2665592 2665673 1 82 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2957607 2957640 1 34 gi 
FO 15038 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


ia 


v 


oc 


eq 
la 


se 
F 


se 
oc 


qu 
ti 


’ 


2963725 2963806 1 82 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
3064150 3064231 1 82 


gi 


Streptoc 
gi 


oc 


bacillales; Streptococcaceae; oc 


3546987 3547087 1 99 


Streptoc 

gi 
cteroidia; Bacteroidales; da 
4013125 4013241 1 


Porphyromona 

114 gi 
Flavobact 
gi 


avobacteria; Flavobacteriales; 
4162110 41622101 99 
ct 


avobacteria; Flavobacteriales; Flavoba 


136172 Bacteria_16S 


strain Y12-2 16S 
Bacteroidetes; Fl 


136172 Bacteria_16S 


marimammalium str 
marimammalium Bac 


136172 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


4225903 4225936 1 34 
ribosomal RNA, partial sequence 


gi 


1023111 10246 


cus. 


219878314 
1 sequence 
ptococcace 
228715345 
ribosomal 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


224581432 


quence 


Streptoco 
219878398 


nce 
bacter 


219878244 


1 sequ 
Actino: 


219857560 


225 
cus. 


219857545 


uence 
smatac 


219857465 


quence 
lavoba 


219857392 
2485849 24873 


219857390 
2488881 24903 


219857213 


quence 
occace 


219856818 


ence 
nomyce 


219856814 
2963222 29647 


cus. 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


cus. 


219846545 
6S ribosomal RNA, partial sequence 3546505 35479 


ceae; 


219846214 
6S ribosomal RNA, partial sequence 4012648 40140 


eriace 


219846106 
6S ribosomal RNA, partial sequence 4161641 41630 


eriace 


219846051 
4225434 42268 


30 Streptococcus 


ref|NR_025453.1 

1224170 122567 
Streptococcu 
NR_027517.1 
partial se 


ae; 
ref 
RNA, 


ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_025537.1 
1713828 171532 
iales; Sphingobact 
ref|NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


en 
my’ 


ref|NR_025148.1 
8345 2259880 Strept 
ref |NR_025133.1 
2281465 228293 
e; Mycoplasma. 
ref|NR_025053.1 

2391886 239336 
eriales; Flavoba 
ref |NR_024980.1 


ea 


ct 


ref |NR_024978.1 


NR_024841.1 
4 


ae reptococcus 
NR_024637.1 
2957165 295857 


les; Micrococcin 


ta 


ref|NR_024633.1 
20 Streptococcus 


ref|NR_026471.1 
27 Streptococcus 


ref|NR_026137.1 
87 Porphyromonas 
rphyromonas. 

ref |NR_025804.1 


Po 


7 Wi 
ref 


ae nogradskyell 


NR_025696.1 


; Al 
ref 


ae gibacter. 


NR_025641.1 


q 


mitis Bacteria; 


Streptococcus 
1 Streptococcus 
s. 
Streptococcus 
uence 1322385 1323890 


Streptococcus 
6 Streptococcus 
coccus. 
Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Streptococcus 
8 Streptococcus 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Streptococcus canis 
canis Bacteria; 


Streptococcus ovis 


ovis Bacteria; 


Porphyromonas cansulci 
cansulci Bacteria; 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 
Algibacter lectus 


67 Algibacter lectus Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


avobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
4242413 42424941 82 gi|219846040|ref|NR_025630.1| Streptococcus 
ain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
teria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
184160 184235 6 82 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1 RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 


136172 Bacteria_16S 
strain S-16 16S r 
Tenericutes; Moll 
136172 Bacteria_16S 
strain ATCC 23392 
Tenericutes; Moll 
136172 Bacteria_16S 
acidifaciens stra 
Bactero 
136172 Bacteria_16S 
pacificum DSM 126 


Bacteria; 


DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerob 
Carboxydibrachium. 

136172 Bacteria_16S 1295487 1295515 1 29 gi|224581415|ref|NR_027196.1 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
136172 Bacteria_16S 1494212 1494291 1 80 gi|219846703|ref|NR_026295.1 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 


274253 274329 7 83 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
278801 278877 7 83 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


53 16S ribosomal RNA, partial sequence 


273748 27524 


265678877 


265678874 
27832 


11940 


ref 
6 Mycoplasma hyosynoviae Bacteria; 


ref 
1 279763 Mycop 


29 1195514 Carbox 


NR_029183.1 


NR_029180.1 
1 


Mycoplasma hyosynoviae 


Mycoplasma gateae 
asma gateae Bacteria; 


1105167 1105195 1 29 gi|265678305|ref|NR_028607.1| Bacteroides 
in A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

1194556 1194584 55 83 gi|228715634|ref|NR_027536.1| Carboxydibrachium 


ydibrachium pacificum 
acteraceae; 


Bacteroides stercoris 


stercoris ATCC 43183 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 

136172 Bacteria_16S 1717405 1717433 1 29 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

136172 Bacteria_16S 1764581 1764609 1 29 gi|219878361|ref|NR_025500.1| Streptococcus 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

136172 Bacteria_16S 2202679 2202790 7 116 gi|219857597|ref|NR_025185.1| Mycoplasma 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 2202199 2203669 Mycoplasma 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

136172 Bacteria_16S 2278918 2278994 7 83 gi| 219857547 |ref|NR_025135.1| Mycoplasma phocidae 


strain 105 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
136172 Bacteria_16S 
strain Loup-1 16S 


Bacteroidetes; 


136172 Bacteria_16S 
strain 3T 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
136172 Bacteria_16S 
strain 383 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
136172 Bacteria_16S 
strain H/Tl 16S r 
Tenericutes; Moll 
136172 Bacteria_16S 
strain DC333 16S 
Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 


2393897 2393925 1 29 gi|219857464|ref|NR_025052.1 

ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas 
Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

2477295 24773717 83 gi|219857398|ref|NR_024986.1 


icutes; Mycoplasmataceae; Mycoplasma. 
2478767 2478843 7 83 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
2480274 2480350 7 83 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481787 2481863 7 83 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2278443 22799 


2476824 24782 


2478295 24797 


2479798 24812 


2481316 24827 


219857397 


219857396 


219857395 


ref 
47 Mycoplasma cloacale Bacteria; 


ref 
65 Mycoplasma falconis Bacteria; 


ref 
74 Mycoplasma faucium Bacteria; 


NR_024985.1 


NR_024984.1 


NR_024983.1 


08 Mycoplasma phocidae Bacteria; 


Porphyromonas gulae 
gulae Bacteria; 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma cloacale 


Mycoplasma falconis 


Mycoplasma faucium 


136172 Bacteria_16S 2484808 2484884 7 83 gi|219857393|ref|NR_024981.1| Mycoplasma subdolum 
strain TB 16S ribosomal RNA, partial sequence 2484337 2485798 Mycoplasma subdolum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

136172 Bacteria_16S 2487839 2487915 7 83 gi|219857391|ref|NR_024979.1| Mycoplasma buccale 
strain CH20247 16S ribosomal RNA, partial sequence 2487368 2488830 Mycoplasma buccale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

136172 Bacteria_16S 2495405 2495433 1 29 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

136172 Bacteria_16S 2632309 26323371 29 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 
strain ACAM 81 16S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

136172 Bacteria_16S 2664030 2664058 1 29 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
136172 Bacteria_16S 2817293 28173211 29 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

136172 Bacteria_16S 2924601 2924629 1 29 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

136172 Bacteria_16S 3015550 3015578 1 29 gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 


strain 1145589 
Bacteroidetes; 


16S ribosomal RNA, partial sequence 


Bacteroidia; Bacteroidales; Porphyromona 


daceae; 


3015068 3016531 Dysgonomonas gadei Bacteria; 
Dysgonomonas. 


136172 Bacteria_16S 
thoraltensis stra 
Firmicu 
136172 Bacteria_16S 


Bacteria; 


strain ATCC 43185 
Bacteroidetes; 


cangingivalis str 
cangingivalis Bac 


136172 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


136172 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


136172 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


136172 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


136172 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


136172 Bacteria_16S 


acidophilum strai 
Bacteria; Aquific 


136172 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


136172 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


136172 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


136172 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


136172 Bacteria_16S 


modestum strain G 


modestum Bacteria; 
136172 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


136172 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


136172 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


136172 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


136172 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


136172 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


136172 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


136172 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


136172 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


Ba 
136172 Bacteria_16S 


3216562 3216590 1 29 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3392672 3392700 1 29 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Bacteroidace 
3548520 3548548 1 29 gi 


en 


, 


ae 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3862839 3862867 1 29 gi 
bosomal RNA, partial sequence 


cteroidia; Bacteroidales; Porphyromonada 
3956764 3956792 1 29 gi 
n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
4117365 4117393 1 29 gi 


ibosomal RNA, partial sequence 


en 
no 


219846776 


ce 32160 


33921 


v 


ain VPB 4874 16S ribosomal RNA, partial sequence 3548038 354952 
teria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonada 
3689871 3689947 7 83 gi|219846444|ref|NR_026035.1 


3689398 36908 


3701879 3701907 1 29 gi|219846435|ref|NR_026026.1 
ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

3752418 3752494 7 83 gi| 219846397 |ref|NR_025988.1 


3751943 37534 


219846320 
3862330 38638 


cteroidia; Bacteroidales; Rikenellaceae; Rikenella. 
3867402 3867430 1 29 gi| 219846317 |ref|NR_025907.1 
16S ribosomal RNA, partial sequence 3866893 3868368 Porphy 


ceae; 


ce 39562 
baculum. 


219846139 
4116858 41183 


bosomal RNA, partial sequence 


231642 231665 6 29 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
263696 263719 6 29 gi 
n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
324385 324408 6 29 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
325915 325938 6 29 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
327438 327461 6 29 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
472560 472583 6 29 gi 
ribosomal RNA, partial sequence 
bacillales; Weissella. 

626259 626282 6 29 

S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
633875 633898 6 29 gi 


ra se 


H ac 


se 
VO. 


ce 


ae 


ae 


ae 


gi 


ct 


Fusobact 


gi 


obacteriales; Fusobacteriaceae; 
729306 729329 6 29 
bosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
856477 856500 6 29 gi 
ain TB1-10 16S ribosomal RNA, partial 

18811 Bacteria; Firmicutes; Lactobaci 


ae 


11 


136172 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


868806 868829 6 29 gi 
"WeeTee' 


ia; Fusobacteria; Fusobacteriales; 


bacillales; Streptococcaceae; Streptococcus. 
4148200 41482767 83 gi|219846115|ref|NR_025705.1 
bosomal RNA, partial sequence 4147699 41492 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
129346 129369 6 29 gi|265678976|ref|NR_029284.1 
ribosomal RNA, partial sequence 128870 13034 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
148985 149008 6 29 gi| 265678963 |ref|NR_029271.1 


148511 15001 


265678908 


quence 
teriacea 


265678884 


quence 
bacteria 


265678844 


32386 
Prevot 


v 


265678843 


32539 
Prevot 


v 


265678842 
326926 32843 


Prevot 


v 


265678736 
472041 47353 


265678634 
625776 62729 


er. 


265678628 
6S ribosomal RNA, partial sequence 633402 63487 


erium. 


265678562 
728785 73027 


Prevot 


v 


265678474 
sequence 


ales; Le 


265678466 
1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
Fusobacteriaceae; Leptotrichia. 


Streptoc 
219846650 


Bacter 
219846544 


Po 
219846254 


ref|NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref |NR_026136.1 


ref |NR_025910.1 


rphyromonas. 
ref|NR_025844.1 
75 3957710 Hydrog 


ref|NR_025729.1 
54 Streptococcus 


ref|NR_029216.1 

231154 232668 
e; Propionigeni 
ref 
6467 
les; acte 
ref ol 
9 325347 P 
ella. 
ref 
8 
ella 
ref 


NR_029147.1 


ella 
ref 


NR_029041.1 


ref |NR_028939.1 


ref |NR_028933.1 
3 Fusobacterium 


ref|NR_028866.1 
ella. 
ref|NR_028777.1 

855982 857475 
uconostoc. 


Streptococcus 
ococcus thoraltensis 


Bacteroides caccae 
oOides caccae Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Gelidibacter algens 


algens Bacteria; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Hydrogenobaculum 
enobaculum acidophilum 


Streptococcus minor 
minor Bacteria; 


Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Propionigenium 
Propionigenium 

m. 

Psychroserpens 
Psychroserpens 
iaceae; Psychroserpens. 
Prevotella disiens 
ella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Leuconostoc 
Leuconostoc 


ref |NR_028769.1 


Leptotrichia 


136172 Bacteria_16S 
marinus subsp. pa 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


136172 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


136172 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


136172 Bacteria_16S 


gonidiaformans st 


gonidiaformans ATCC 25563 Bacteria; 
136172 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


136172 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


136172 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


136172 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


136172 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


136172 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


136172 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


136172 Bacteria_16S 


strain M384 16S r 
Bacteroidetes; Ba 


136172 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


136172 Bacteria_16S 


strain IH003 16S 
Firmicutes; Lacto 


136172 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


136172 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


136172 Bacteria_16S 


strain DSM5578 16 
Firmicutes; Lacto 


136172 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


136172 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


136172 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; 


strain 10371 16S 
Bacteroidetes; Ba 


136172 Bacteria_16S 


Bacteroidia; 
136172 Bacteria_16S 


879050 879073 6 29 gi 


Prochlorococcus. 
880609 880668 8 67 gi 
37 16S ribosomal RNA, partial sequence 


Weissella. 


in LB57 16S ribosomal RNA, partial seque 
19756 Bacteria; Fusobacteria; Fusobacter 
1566426 1566449 6 29 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1567961 1567984 6 29 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1720469 1720492 6 29 


Leptotri 


gi 
Leptotri 
gi 
obacteriales; Fusobacteriaceae; Cetobact 
1782646 1782669 6 29 gi 
16S ribosomal RNA, partial sequence 
teria; Fusobacteriales; Fusobacteriace 
1831381 1831404 6 29 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyobact 
2046132 2046155 6 29 gi 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2072216 2072239 6 29 gi 


ae 


ae 


ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2249677 2249700 6 29 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Fructoba 
2251202 2251225 6 29 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 
2418410 2418433 6 29 gi 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2419965 2419988 6 29 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2700113 2700136 6 29 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2701656 2701679 6 29 gi 
ribosomal RNA, partial sequence 
Bacteroidales; Prevotellaceae 
3145102 3145125 6 29 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 


eq 


ce 


gi 


gi 


ae 


ae 


265678459 
storis strain PCC 9511 16S ribosomal RNA, partia 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
Prochlorococcaceae; 


136172 Bacteria_16S 265678458 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
1156637 1156660 6 29 gi|228721492|ref|NR_027615.1 
12112 16S ribosomal RNA, partial sequence 1156151 1157635 Strept 
a; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacil 
1287979 1288002 6 29 gi|219846052|ref|NR_025642.1 
1287447 1289004 Weissella soli Bacter 


1357938 1357961 6 29 gi|228720055|ref|NR_027588.1 

rain ATCC 25563 16S ribosomal RNA, partial sequence 135754 
Fusobacteria; Fusobacteriales; Fusobacteriace 

1482164 1482187 6 29 gi|219878151|ref|NR_025290.1 
vincentii ATCC 49256 16S ribosomal RNA, partial sequence 148170 
vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fu 
1564893 1564916 6 29 gi|219846059|ref|NR_025649.1 


v 


219878315 
1830898 18324 
er. 

219878161 
2045623 20471 


v 


219878142 


16S ribosomal RNA, partial sequence 2071729 2073175 Prevot 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
2176940 2176963 6 29 gi|219857615|ref|NR_025204.1 


2176454 21779 


219857566 
uence 
cillus. 
219857565 


219857447 


2417916 24194 


219857446 
2419471 24209 


219857188 
2699606 27010 


’ 


219857187 
2701149 27026 


’ 


219846825 
3144616 31460 


v 


3391172 3391195 6 29 gi 


219846651 


nce 
iales; 
219846058 
1565947 15674 
chia. 

219846057 
1567482 15689 
chia. 

219878394 
16S ribosomal RNA, partial sequence 1719990 17214 
erium. 

219878348 


ref|NR_028762.1 
1 sequence 


ref |NR_028760.1 


880129 881579 Lentze 


1564412 156589 
Fusobacteriaceae; 
ref |NR_025648.1 


ref|NR_025647.1 
67 Leptotrichia 


ref|NR_025533.1 
59 Cetobacterium 


ref|NR_025487.1 
75 1783536 Sneath 
ia. 
ref 


17821 
Sneath 
NR_025454.1 


ref|NR_025300.1 
Prevotella. 
ref|NR_025281.1 


ref|NR_025154.1 
2249193 225066 


ref|NR_025153.1 
2250718 2252192 Fructo 


ref|NR_025035.1 


ref |NR_025034.1 


ref|NR_024816.1 


Prevotella. 
ref|/NR_024815.1 


Prevotella 
ref 


NR_026417.1 


Prevotella. 


Prochlorococcus 
878614 880078 


Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Streptobacillus 
obacillus moniliformis 
lus. 

Weissella soli strain 
ia; Firmicutes; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Leptotrichia shahii 


31 Leptotrichia shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Cetobacterium somerae 
somerae Bacteria; 


Sneathia sanguinegens 
ia sanguinegens 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


Prevotella enoeca 
ella enoeca Bacteria; 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Prevotella salivae 


98 Prevotella salivae Bacteria; 


Prevotella shahii 


38 Prevotella shahii Bacteria; 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


ref|NR_026243.1 


Propionigenium maris 


strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 3392140 Propionigenium maris Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 


136172 Bacteria_16S 


strain NCFB 3026 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

136172 Bacteria_16S 3572836 3572859 6 29 gi| 219846527 |ref|NR_026119.1 
strain B422 16S ribosomal RNA, partial sequence 3572354 35738 

Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

136172 Bacteria_16S 3618476 3618499 6 29 gi|219846493|ref|NR_026085.1 
periodonticum strain EK1-15 16S ribosomal RNA, partial sequence 3618078 361940 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobact 
136172 Bacteria_16S 3619857 3619880 6 29 gi|219846492|ref|NR_026084.1 
nucleatum subsp. animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 


Fusobacteriaceae; 


136172 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


136172 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


136172 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


136172 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


136172 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


136172 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


136172 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; Sp 


136172 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


136172 Bacteria_16S 


californicum stra 
californicum Bact 


136172 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


136172 Bacteria_16S 


AT 
AT 


serovar 3 str. 
serovar 3 str. 


136172 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


136172 Bacteria_16S 


NS12 16S ribosoma 
Sphingobacteria; 


136172 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


136172 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


136172 Bacteria_16S 


strain MxX9 16S ri 
Tenericutes; Moll 


Fusobacterium nucleatum subsp. 


3499651 3499674 6 29 gi 


animalis Bacteria; 
Fusobacterium. 

3621238 3621261 6 29 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; Fusoba 
4181970 4181993 6 29 gi 
n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 
1734139 1734169 55 85 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
2207204 22072747 77 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2426074 2426140 1 67 gi 
ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
2483296 2483366 7 77 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490865 2490935 7 77 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3753943 3754013 7 77 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


s 
so 


ue 
ia 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 


219846491 


partial 
cteriale 


219846089 


equence 
bacteria 


219878385 


nce 


les; Lac 


219857594 
2206719 22081 


219857441 
2425586 24269 


219857394 
2482825 24842 


219857389 
2490394 24918 


219846396 
3753459 37549 


3978832 3978932 1 99 gi 
16S ribosomal RNA, partial sequence 

hingobacteria; Sphingobacteriales; Fle 
287821 287842 7 28 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

300003 300024 7 28 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
803367 803388 7 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

1121940 1121961 7 28 gi 
CC 27815 16S ribosomal RNA, partial se 
CC 27815 Bacteria; Tenericutes; Mollic 
1206674 1206699 1 26 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1248961 1249045 17 99 gi 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
1392518 1392539 7 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2172419 2172464 22 67 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2198164 2198185 7 28 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2199663 2199684 7 28 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


xi 


ue 
sm 


qu 


ut 


ri 


Ru 


se 


136172 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


2201159 2201180 7 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846239 


39784 
bacterac 


265678868 


28734 


265678860 


nce 
ataceae; 


265678510 
802889 80433 


228715451 


ence 


es; Myco 


228715354 


12061 
chales; 


219857416 
1248510 1249867 Runel 


nella. 


228716184 
1392046 13934 


219857620 


21719 
udomonad 


219857600 
2197691 21991 


219857599 
2199190 22006 


219857598 
2200688 2202148 Mycoplasma moatsii Bacteria; 


Fusobacteria; 


ref|NR_026168.1 
73 Cetobacterium 


ref 
sequ 
S; F 
ref 


NR_026083.1 
ence 362084 
usobacteriac 
NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025182.1 


rs 


ref |NR_025029.1 


ref|NR_024982.1 


ref|NR_024977.1 


ref|NR_025987.1 


ref|NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref|NR_029174.1 
1 288773 Mycopl 


ref|NR_029166.1 

299496 300945 
Mycoplasma. 
ref|NR_028813.1 


ref|NR_027532.1 

1121455 112289 
plasmataceae; Ur 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025004.1 
la zeae Bacteria 


ref|NR_027548.1 


ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025188.1 


ref|NR_025187.1 


Cetobacterium ceti 
ceti Bacteria; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Fusobacterium 
4 Fusobacterium 
ium. 
Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma 
Mycoplasma 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 
Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Runella zeae strain 
Bacteroidetes; 


v 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


ref |NR_025186.1 


Mycoplasma moatsii 


136172 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


136172 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


136172 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


136172 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


136172 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


136172 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


136172 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


136172 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


136172 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


136172 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


136172 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


136172 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


136172 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


columbinasale str 
columbinasale Bac 


136172 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


136172 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


136172 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


136172 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


2204194 2204215 7 28 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
2205693 2205714 7 28 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2208719 2208740 7 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2210233 2210254 7 28 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211748 2211769 7 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213248 2213269 7 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214746 2214767 7 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216244 2216265 7 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2280432 2280453 7 28 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2365098 2365119 7 28 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2366608 2366629 7 28 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2368118 2368139 7 28 gi 
rain AH159 16S ribosomal RNA, partial 


gi 


cteria; Tenericutes; Mollicutes; Mycop 
2369600 2369621 7 28 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371111 2371132 7 28 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2372620 23726417 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374126 2374147 7 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2375637 2375658 7 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377150 23771717 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2378658 2378679 7 28 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2380164 2380185 7 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2389338 2389359 7 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2474297 2474318 7 28 gi 
ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
2475792 2475813 7 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


gi 


136172 Bacteria_16S 


strain T1-X7 16S 


219857596 


2203720 22051 


219857593 


2208244 22096 


219857592 


2209746 22112 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857588 


2215772 22172 


219857546 


2279959 22814 


219857483 


2364627 23660 


2370638 23720 


219857478 


2372144 23736 


219857477 


2373653 23751 


219857476 


2375159 23766 


219857475 


2376676 23781 


219857474 
uence 
asmataceae 
219857473 


2379691 23811 


219857467 


2388858 23902 


219857400 
quence 
asmataceae 
219857399 


2475319 24767 


2492384 2492444 6 67 gi 
ribosomal RNA, partial sequence 


219857388 


ref|NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


219857595|ref|NR_025183.1| Mycoplasma 
ence 2205220 2206668 Mycoplasma gallopavonis 
coplasma. 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


ref|NR_025179.1|] Mycoplasma columborale 
23 Mycoplasma columborale Bacteria; 


ref|NR_025178.1| Mycoplasma citelli 
23 Mycoplasma citelli Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025071.1| Mycoplasma elephantis 
86 Mycoplasma elephantis Bacteria; 


219857482 |ref|NR_025070.1| Mycoplasma 

quence 2366137 2367596 Mycoplasma 

lasmataceae; Mycoplasma. 

219857481|ref|NR_025069.1| Mycoplasma 

sequence 2367647 2369075 Mycoplasma 

lasmataceae; Mycoplasma. 

219857480|ref|NR_025068.1| Mycoplasma primatum 
2369126 2370587 Mycoplasma primatum Bacteria; 

219857479|ref|NR_025067.1| Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1|] Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref |NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref |NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


Mycoplasma 
0 Mycoplasma 


ref|NR_025055.1| Mycoplasma microti 
92 Mycoplasma microti Bacteria; 


ref|NR_024988.1| Mycoplasma 
2473825 2475268 Mycoplasma 
; Mycoplasma. 
ref|NR_024987.1| Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


ref|NR_024976.1| Tetrasphaera japonica 


2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Tetrasphaera. 


136172 Bacteria_16S 


strain G145 16 


Tenericutes; Moll 
136172 Bacteria_16S 


strain D6-1 16 


Tenericutes; Moll 
136172 Bacteria_16S 


ovipneumoniae 
ovipneumoniae 


strain PG43 16 


Tenericutes; Moll 
136172 Bacteria_16S 


strain PG51 16 


Tenericutes; Moll 
136172 Bacteria_16S 


strain UC/MF 1 


Tenericutes; Moll 
136172 Bacteria_16S 


leopharyngis s 
Bacteria; 


leonicaptivi s 
Bacteria; 


strain LX 16S 


Tenericutes; Moll 
136172 Bacteria_16S 


strain PU 16S 


Tenericutes; Moll 
136172 Bacteria_16S 


strain PS6 16S 


Tenericutes; Moll 
136172 Bacteria_16S 


strain 17529 1 


Tenericutes; Moll 
136172 Bacteria_16S 


strain DD 16S 


Tenericutes; Moll 
136172 Bacteria_16S 


strain ATCC 29 
Bacteroidetes; 


136172 Bacteria_16S 


strain 7728-L6 
Bacteroidetes; 


136172 Bacteria_16S 


strain BV1 16S 


Teneric 
136172 Bacteria_16S 


Teneric 
136172 Bacteria_16S 


3691382 3691403 7 28 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3700363 3700384 7 28 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3750903 3750924 7 28 


sr 


gi 
3690909 36923 


gi 
3699882 37013 


gi 


219846443 


219846436 


strain Y-98 16S ribosomal RNA, partial sequence 


Bacteria; Tenericutes; Mollicutes; Mycopl 
136172 Bacteria_16S 


3755457 3755478 7 28 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758466 3758487 7 28 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3779598 3779619 7 28 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3782617 3782638 7 28 


6S 


gi 
3754983 37564 


gi 
3757993 37594 


gi 
3779118 37805 


gi 


219846393 


219846377 


219846375 


train LL2 16S ribosomal RNA, partial sequence 37821 


3784100 37841217 28 


gi 


utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


219846374 


train 3L2 16S ribosomal RNA, partial sequence 37836 


3785571 3785592 7 
ribosomal RNA, partial sequence 


28 


icutes; Mycoplasmataceae; Mycoplasma. 
3787056 3787077 7 28 
ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
3799139 3799160 7 28 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3856771 3856792 7 28 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


6S 


gi 
3785096 37865 


gi 
3786577 37880 


gi 
3798661 38001 


gi 
3856288 38577 


utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


219846373 


219846372 


219846363 


219846324 


ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


219846398|ref|NR_025989.1| Mycoplasma 

3750418 3751892 Mycoplasma 
asmataceae; Mycoplasma. 
219846395|ref|NR_025986.1| Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025966.1 
35 3783570 Mycopl 


Mycoplasma 
asma leopharyngis 


ref|NR_025965.1 
21 3785045 Mycopl 


Mycoplasma 
asma leonicaptivi 


ref|NR_025964.1| Mycoplasma simbae 
26 Mycoplasma simbae Bacteria; 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


ref |NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


ref|NR_025914.1| Mycoplasma meleagridis 
24 Mycoplasma meleagridis Bacteria; 


3858257 3858278 7 28 gi|219846323|ref|NR_025913.1| Mycoplasma gallinaceum 
ribosomal RNA, partial sequence 3857775 3859205 Mycoplasma gallinaceum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
3864359 3864441 1 83 gi|219846319|ref|NR_025909.1| Alistipes putredinis 
800 16S ribosomal RNA, partial sequence 3863852 3865319 Alistipes putredinis Bacteria; 
Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 
3865882 3865953 6 TT gi|219846318|ref|NR_025908.1| Porphyromonas macacae 
C 16S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas macacae Bacteria; 
Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
3884410 3884431 7 28 gi|219846306|ref|NR_025896.1| Mycoplasma corogypsi 
ribosomal RNA, partial sequence 3883911 3885377 Mycoplasma corogypsi Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3907469 3907490 7 28 gi|219846289|ref|NR_025879.1| Ureaplasma felinum 


136172 Bacteria_16S 


strain FT2-B 1 


Tenericutes; Moll 
136172 Bacteria_16S 


strain A417 16 


Tenericutes; Moll 
136172 Bacteria_16S 
canigenitalium strain D6P-C 16S ribosomal RNA, partial 

canigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 
136172 Fungi_16S 


strain IFM 100 
Actinobacteria 


strain IFM 078 
Actinobacteria 


strain IFM 057 
Actinobacteria 


strain IFM 100 
Actinobacteria 


strain YZ-96 1 


6S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3908992 3909013 7 28 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


3910522 3910543 7 28 


sr 


475 557 1 83 
35 16S ribosomal RNA, partial sequence 1 


; Actinobacteridae; Actinomycetales; Cory 
136172 Fungi_16S 


1984 2066 1 83 


3522 3604 1 83 


5082 5164 1 83 


6638 6720 1 83 
6S ribosomal RNA, partial sequence 


gi 
3908492 39099 


gi 


gi 


gi 
4 16S ribosomal RNA, partial sequence 1564 
; Actinobacteridae; Actinomycetales; Cory 
136172 Fungi_16S gi 
5 16S ribosomal RNA, partial sequence 3067 
; Actinobacteridae; Actinomycetales; Cory 
136172 Fungi_16S gi 
84 16S ribosomal RNA, partial sequence 4616 
; Actinobacteridae; Actinomycetales; Cory 
136172 Fungi_16S gi 
6163 


3906969 39084 


219846288 


219846287 
sequence 


265678352 
1514 


265678351 
3016 


265678350 
4565 


265678349 
6112 


265678348 
7670 


lasmataceae; 


nebacterineae; 


nebacterineae; 


nebacterineae; 


nebacterineae; 


41 Ureaplasma felinum Bacteria; 


ref|NR_025878.1| Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 


ref |NR_025877.1 
3910020 391149 
Ureaplasma. 
ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 


Ureaplasma 
9 Ureaplasma 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


136172 Fungi_16S 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


136172 Fungi_16S 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


136172 Fungi_16S 
yamanashiensis st 


yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Noc 


136172 Archaea_16S 


vulcanius strain 
Archaea; Euryarc 


136172 Archaea_16S 


indicus strain S 
Archaea; Euryarc 


136172 Archaea_16S 


formicicus strai 
formicicus Archa 


136172 Archaea_16S 


vannielii strain 
Archaea; Euryarch 


137240 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


137240 Bacteria_16S 


limicola strain G 


limicola Bacteria; 
137240 Bacteria_16S 


saccharophila str 
saccharophila Bac 


137240 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


137240 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


137240 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


137240 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


137240 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


137240 Bacteria_16S 


strain Kll1 16S ri 
Proteobacteria; B 


137240 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


137240 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


137240 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


137240 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


137240 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


137240 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


8140 8222 1 83 gi 


9626 9692 1 67 gi 


11107 #11189 1 83 gi 
rain IFM 0265 16S ribosomal RNA, parti 


ardia. 
34260 34282 6 28 gi 
M7 16S ribosomal RNA, partial sequence 
haeota; Methanococci; Methanococcales; 
28431 28452 7 28 gi 
L43 16S ribosomal RNA, partial sequence 
haeota; Methanococci; Methanococcales; 
35722 35743 7 28 gi 
n Mc-S-70 16S ribosomal RNA, partial se 
ea; Euryarchaeota; Methanococci; Methan 
212255 212276 7 28 gi 
SB 16S ribosomal RNA, partial sequence 
aeota; Methanococci; Methanococcales; 
950926 951042 1 117 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1830714 1830830 1 117 gi 
olChil 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 
2850139 2850255 1 117 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2862554 2862670 1 117 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
3014883 3014999 1 117 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; 
3270262 3270378 1 117 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; 
3590483 3590599 1 117 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
739340 739456 1 117 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
534623 534739 1 117 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
824012 824128 1 117 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
949361 949477 1 117 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2545663 2545779 1 117 gi 


v 


Co: 
gi 


Le 
gi 


etaproteobacteria; Burkholderiales; Co: 
2750322 2750438 1 117 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


3055919 3056025 1 107 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


501118 501234 1 117 


gi 


etaproteobacteria; Burkholderiales; Co 


137240 Bacteria_16S 


944672 944788 1 117 gi 


949535 95104 


complete seq 


3013492 30150 


3268876 32703 


3589120 35906 
Id 


533233 53475 


947973 94948 


16S ribosomal RNA, partial sequence 2544276 25457 


6S ribosomal RNA, partial sequence 499730 50125 


265678342 
9123 
nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


265678399 
33808 
Methanocal 
265678557 
27994 
Methanocal 
265678344 
quence 
ococcales; 
219846128 
21188 
Methanococ 
265678412 


mamonadace 
219878316 
uence 

Rhodocycla 
219856891 
sequence 
ria; Burkh 
219856883 
1 sequence 
a; Burkhol 
219846914 
mamonadace 
219846741 


ptothrix. 
219846516 


eonella. 

265678555 
ence 73794 
riales; Ox 
265678696 


mamonadace 
265678497 
sequence 
a; Burkhol 
265678413 


mamonadace 
219857347 


mamonadace 
219857154 
equence 

ria; Burkh 


219846885 
1 sequence 
eria; Rhod 


265678718 


mamonadace 


ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref |NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

mycetales; Corynebacterineae; 

Methanocaldococcus 


ref |NR_028701.1 


doco 
ref 


doco 
ref 


Met 


35231 


Metha 
ccaceae; Me 
Metha 
ccaceae; Me 
36655 
hanocaldoco 


NR_028861.1 
29402 


NR_028646.1 
35282 


n 
it 
n 
t 


c 


ocaldococcus vulcanius 
hanocaldococcus. 
Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 
Methanotorris 
Methanotorris 
caceae; Methanotorris. 


ref|NR_025718.1 
9 213145 Methan 
caceae; Methanococcus. 
ref|NR_028714.1| Acidovorax delafieldii 
9 Acidovorax delafieldii Bacteria; 
ae; Acidovorax. 
ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref|NR_024702.1 
2861171 286267 
deriales; Comamonadaceae; Curvibacter. 
ref|NR_026506.1| Acidovorax defluvii 
17 Acidovorax defluvii Bacteria; 
ae; Acidovorax. 
ref |NR_026333.1| Leptothrix mobilis 
96 Leptothrix mobilis Bacteria; 


Methanococcus 
ococcus vannielii 


Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Pelomonas 

6 Pelomonas 

monadaceae; Pelomonas. 
Curvibacter 

8 Curvibacter 


ref|NR_026108.1| Ideonella dechloratans 
19 Ideonella dechloratans Bacteria; 
ref|NR_028859.1| Herbaspirillum 
8 739471 Herbaspirillum lusitanum 
alobacteraceae; Herbaspirillum. 
ref|NR_029001.1| Ottowia thiooxydans 
7 Ottowia thiooxydans Bacteria; 
ae; Ottowia. 
ref|NR_028800.1| Cupriavidus 

822620 824161 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028715.1| Acidovorax temperans 


4 Acidovorax temperans Bacteria; 
ae; Acidovorax. 
ref |NR_024935.1| Acidovorax facilis 
86 Acidovorax facilis Bacteria; 
ae; Acidovorax. 
ref |NR_024782.1 
2748935 275045 
olderiales; Coma 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


ref|NR_026477.1 
3054533 305602 
ocyclales; Rhodo 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


ref|NR_029023.1| Hydrogenophaga atypica 
6 Hydrogenophaga atypica Bacteria; 
ae; Hydrogenophaga. 


265678416 


ref|NR_028718.1| Hydrogenophaga flava 


strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


137240 Bacteria_16S 


palleronii strain 
palleronii Bacter 


137240 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


137240 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


137240 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


137240 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


137240 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


137240 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


137240 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


137240 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


137240 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


137240 Bacteria_16S 


valerianellae str 
valerianellae Bac 


137240 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


137240 Bacteria_16S 


13501 16S ribosom 
Proteobacteria; B 


137240 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


137240 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


137240 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


137240 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


137240 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


137240 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


137240 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


137240 Bacteria_16S 


ribosomal RNA, partial sequence 


2544102 2544218 1 117 gi|219857348|ref|NR_024936.1 
CCUG 20334 16S ribosomal RNA, partial sequence 2542716 254422 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamon 
4082169 4082285 1 117 gi|219846165|ref|NR_025755.1 


4080799 40822 


strain LMG 18106 16S ribosomal RNA, partial sequence 893783 89526 


Proteobacteria; B 


137240 Bacteria_16S 


etaproteobacteria; Burkholderiales; Bu 
3075308 3075414 1 107 gi 


rkholderia 
219846872 


ceae; Pandoraea. 


ref 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


etaproteobacteria; Burkholderiales; Tepidimonas. 

2437339 2437455 1 117 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 
6S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

946235 946351 1 LL gi|265678415|ref|NR_028717.1| Hydrogenophaga 
n GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

947799 947915 1 ity gi|265678414|ref|NR_028716.1| Hydrogenophaga 
rain 2Kl1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

1937164 1937280 1 117 gi| 219878237 |ref|NR_025376.1| Comamonas 
ain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

4190437 4190547 1 111 gi|219846083|ref|NR_025673.1| Schlegelella 
s strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
s Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

954036 954148 1 114 gi|265678410|ref|NR_028712.1| Simplicispira 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

290216 290332 1 117 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

308587 308703 1 117 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

577250 577350 1 101 gi| 265678668 |ref|NR_028973.1| Acidovorax 
ain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

943109 943225 1 117 gi|265678417|ref|NR_028719.1| Comamonas terrigena 

16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

1193846 1193962 1 117 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
al RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1481528 1481644 1 117 gi|219878371|ref|NR_025510.1| Alicycliphilus 
ain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
1 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

1898097 1898213 1 117 gi|219878265|ref|NR_025404.1| Bordetella trematum 
16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1947888 1948004 1 LL, gi|219878230|ref|NR_025369.1| Bordetella petrii 
6S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

3350899 3351015 1 117 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
6S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

64983 65099 1 117 gi|265679021|ref|NR_029329.1| Herbaspirillum 
n Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

2848582 2848698 1 117 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

2868726 2868842 1 117 gi|219856879|ref|NR_024698.1| Herbaspirillum 
ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
a; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

895154 895260 1 107 gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Ferribacterium 


NR_026464.1 


limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 


137240 Bacteria_16S 206637 206750 1 114 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
137240 Bacteria_16S 893619 893725 1 107 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 


strain LMG 18819 
Proteobacteria; B 
137240 Bacteria_16S 
strain LMG 16407 
Proteobacteria; B 
137240 Bacteria_16S 
strain MT1-641 16 
Proteobacteria; B 
137240 Bacteria_16S 
strain SPS-1037 1 
Proteobacteria; B 
137240 Bacteria_16S 
strain CKB 16S ri 
Proteobacteria; B 
137240 Bacteria_16S 
strain K24 16S ri 
Proteobacteria; B 
137240 Bacteria_16S 
thiooxidans strai 
thiooxidans Bacte 
137240 Bacteria_16S 
taiwanensis strai 
Bacteria; Proteob 
137240 Bacteria_16S 
strain IPT10 16S 
Proteobacteria; B 
137240 Bacteria_16S 
strain C4D1M 16S 
Proteobacteria; B 
137240 Bacteria_16S 
phenazinium strai 
Bacteria; Proteob 
137240 Bacteria_16S 
strain P 1-22-1 1 
Proteobacteria; B 
137240 Bacteria_16S 
strain 717 16S ri 
Proteobacteria; B 
complex. 
137240 Bacteria_16S 
strain OXB 16S ri 
Proteobacteria; B 
137240 Bacteria_16S 
strain R 8118 16S 
Proteobacteria; B 
137240 Bacteria_16S 
strain LMG 4393 1 
Proteobacteria; B 
137240 Bacteria_16S 
thailandensis str 
thailandensis E264 Bacteria; 
Burkholderia; pseudomallei group. 
137240 Bacteria_16S 2576410 2576510 1 
asinigenitalis st 
asinigenitalis Bacteria; 
137240 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Sterolibacterium. 
137240 Bacteria_16S 
strain 7-2 16S ri 
Proteobacteria; B 
137240 Bacteria_16S 
thomasii strain D 
thomasii Bacteria; 
Anaerobiospirillum. 
137240 Bacteria_16S 


896689 896795 1 


1373934 1374050 1 


2411514 2411632 1 


2619554 2619660 1 


2308448 2308553 1 


1879427 1879543 1 


391874 391980 1 


2331084 23312011 


235586 235702 1 


237222 237338 1 


238804 238920 1 


241937 242053 1 


267569 267669 1 


468763 468879 1 


955596 955696 1 


1360294 1360410 1 


Proteobacteria; 
1836767 1836883 1 
teria; Proteobacteria; 


1036636 1036728 1 


1742670 1742748 23 


3634347 3634453 1 


117 


107 


bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


106 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 


117 


107 


ELT 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


117 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


LL? 


117 


6S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


117 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


101 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


117 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


101 


6S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


ain Chol-1S 16S ribosomal RNA, 


Comamonadaceae; Giesbergeria 

117 gi|228720024|ref|NR_027587.1 
quence 1358923 136041 
Betaproteobacteria; Burkholderiales; 

101 gi|219857284|ref|NR_024915.1 
sequence 2575008 257651 
Betaproteobacteria; Burkholderiales; Alc 
117 gi|219878311|ref|NR_025450.1 
complete sequence 1835368 183689 
Betaproteobacteria; Rhodocyclales; Rhodoc 
93 gi|265678354|ref|NR_028656.1 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 


101 


107 


n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Bu 
107 
16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Bu 
117 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


6S ribosomal RNA, partial sequence 2410156 24116 
etaproteobacteria; Burkholderiales; Te 


2 Pandoraea sputorum Bacteria; 


rkholderiaceae; Pandoraea. 

gi| 265678447 |ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 

rkholderiaceae; Pandoraea. 
gi|228717983|ref|NR_027569.1| Burkholderia unamae 
1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 

rkholderiaceae; Burkholderia. 
gi|219857453|ref|NR_025041.1| Tepidimonas ignava 

48 Tepidimonas ignava Bacteria; 

pidimonas. 
gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
2618180 2619685 Dechloromonas agitata Bacteria; 

ocyclaceae; Dechloromonas. 
gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
2307079 2308560 Pigmentiphaga kullae Bacteria; 

caligenaceae; Pigmentiphaga. 
gi| 219878282 |ref|NR_025421.1| Limnobacter 

uence 1878060 1879547 Limnobacter 

a; Burkholderiales; Burkholderiaceae; Limnobacter. 
gi|265678794|ref|NR_029099.1| Chitinimonas 

ce 390482 392023 Chitinimonas taiwanensis 


n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 


gi 


gi 


gi 


n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


gi 


gi 


Bu 


riales; 
219857509 


2329695 23312 
rkholderia 


265678905 


234235 23583 
rkholderia 


265678904 
nce 
riales; 
265678903 


237457 23896 
rkholderia 


265678901 


240595 24207 


gi 


Bu 


265678882 


266185 26767 


gi 


gi 


ain E264 16S ribosomal RNA, partial se 
Proteobacteria; 


rain UCD-1 16S ribosomal RNA, partial 


Ox 


Bu 


265678739 


467397 46889 
rkholderia 


265678409 


954207 95569 


1035238 10367 


gi 


SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


gi 


alobactera 
219878379 
quence 


219846483 


Bu 


23588 
Bu 


rkholderia 


alobactera 


Aeromonad 


rkholderiaceae; 
ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref |NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref |NR_029211.1 


ceae; Burkholder 
ref|NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


H r 


ref|/NR_029188.1 


ceae; Oxalobacte 
ref |NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref|NR_028711.1 
7 Giesbergeria 


ceae; Herbaspiri 
ref|NR_025518.1 

1741287 174278 
ales; Succinivib 


’ 


Chitinimonas. 
Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


6 Burkholderia glumae Bacteria; 


ia. 
Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


r. 
Burkholderia terricola 


terricola Bacteria; 


ia. 
Giesbergeria sinuosa 


sinuosa Bacteria; 


Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Sterolibacterium 

8 Sterolibacterium 
yclaceae; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


ref|NR_026075.1 


Anaerobiospirillum 


succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 


succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Anaerobiospirillum. 


137240 Bacteria_ 


pyrrocinia strain 
Proteob 
Burkholderia cepa 


Bacteria; 


137240 Bacteria_ 


denitrificans str 
denitrificans Bac 


Thiobacillus. 
137240 Bacteria_ 


tainanensis strai 
Proteob 


Bacteria; 
137240 Bacteria_ 
strain KB740 16S 
Proteobacteria; 

137240 Bacteria_ 


australiensis str 
australiensis Bac 


Quatrionicoccus. 
137240 Bacteria_ 


strain B4P 16S ri 
B 


Proteobacteria; 
137240 Bacteria_ 


strain AX39 16S r 
B 
137240 Bacteria_16S 
mechernichensis s 
mechernichensis B 
137240 Bacteria_16S 


Proteobacteria; 


strain DSM 6984 1 
Proteobacteria; 


Proteobacteria; 


citronellolis Bac 
Pseudomonas. 


137240 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; 


strain DSM 50071 


Bacteria; 


taiwanensis Bacte 
Pseudoxanthomonas 


137240 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


137240 Bacteria_16S 


parapertussis str 
parapertussis Bac 


137240 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


137240 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


137240 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


137240 Bacteria_16S 


strain Al 16S rib 


B 


B 
137240 Bacteria_16S 
strain 106 16S ri 
B 
137240 Bacteria_16S 
albertensis strai 
albertensis Bacte 
Acidithiobacillus. 
137240 Bacteria_16S 
citronellolis str 


B 
137240 Bacteria_16S 


Proteob 
137240 Bacteria_16S 
taiwanensis strai 


16S 240351 240462 1 113 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 

cia complex. 

16S 1964620 1964726 1 107 gi 


ain NCIMB 9548 16S ribosomal RNA, part 


ria; Proteobacteria; Gammaproteobacter 
2973751 2973857 1 107 gi 
ain DSM 50332 16S ribosomal RNA, parti 


teria; Proteobacteria; Gammaproteobact 


3054373 3054479 1 107 

S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3629776 3629882 1 107 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
2185333 2185449 1 117 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


gi 


3804541 3804605 1 65 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3806055 3806119 1 65 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
4023122 4023206 23 107 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


gi 


1230142 1230245 1 104 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3114433 31145511 117 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Rhodocyclales; Rhod 


gi 


er 


3052993 30544 


na 
qu 
ia 
3803146 38046 


ca 


ue 
ri 


eq 
ri 


1228770 12302 
se 


ocyclaceae 


265678902 
nce 23901 
riales; Bu 


ref 


219878219 
ial sequen 


ref 


ia; Acidithiob 
219846941 
al sequenc 
ia; Pseu 


ref 
domo 
219846886 


ref 


Form 
ref 


eriaceae; 
219846486 
36283 
dales; P 
219857609 
ence 
Xantho: 


seud 
ref 


ND 


: mona 


219846360|ref 
ligenace 
219846359 
nce 

a; Burkh 
219846208 
uence 

a; Pseud 


ae; 
olde 
ref 
omon 
219878280|ref 
udomonad 


219846846 
31130 


acea 
ref 


; Az 


759693 759799 1 107 gi 
osomal RNA, partial sequence 


7 240544 Burkh 
rkho 


ce 1963237 19647 


e 2972376 29738 


74 3629910 Pseud 


183928 21854 


3804660 38061 


4021723 40232 


39 3114569 Azoar 


NR_029210.1 
lderiaceae; 


NR_025358.1 
4 


acillales; 


NR_026533.1 
8 
e 


nadales; Ps 


NR_026478.1 


ivibrio. 
NR_026078.1 
°. 
omonadaceae; 
NR_025198.1 
6 
h 


dales; Xant 


NR_025951.1 


Bordetella. 
NR_025950.1 
2 
riales; Alca 
NR_025798.1 
1 
a 


adales; Mor 


NR_025419.1 


e; Cellvibri 
NR_026438.1 
c 
oarcus. 


265678540 |ref 


fo} 


Succinivibrionaceae; 


Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Thiobacillus 
6 Thiobacillus 


teria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
16S 4101609 41017151 107 gi|219846152|ref|NR_025742.1| Chitinibacter 

n S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
acteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

16S 157682 157798 1 117 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

16S 482567 482642 1 77 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
ain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

16S 1425128 1425244 1 117 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
bosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

16S 3060469 3060585 1 117 gi|219846882|ref|NR_026474.1| Thauera selenatis 
ibosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

3062010 3062126 1 117 gi|219846881|ref|NR_026473.1| Thauera 
train TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
acteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

3523307 3523423 1 117 gi|219846561|ref|NR_026153.1| Thauera aromatica 
6S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

3557114 35572301 il? gi|219846538|ref|NR_026130.1| Zoogloea ramigera 
bosomal RNA, partial sequence 3555718 3557247 Zoogloea ramigera Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

563742 563848 1 107 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
n DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 


Acidithiobacillaceae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Pseudoxanthomonas 

6 Pseudoxanthomonas 
omonadaceae; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 

3 Bordetella 
ligenaceae; Bordetella. 
Psychrobacter 

6 Psychrobacter 
xellaceae; 


Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


NR_028844.1 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 


Alysiella filiformis 


758305 759815 Alysiella filiformis Bacteria; 


137240 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


137240 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


137240 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; G 


137240 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; G 


137240 Bacteria_16S 


strain ATCC49733 


Proteobacteria; G 


137240 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


137240 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


1293290 1293396 1 107 gi|228716433|ref|NR_027551.1 
icus strain VT8 16S ribosomal RNA, partial sequence 129190 
icus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonada 
1431353 1431459 1 107 gi|224581435|ref|NR_027217.1 
16S ribosomal RNA, partial sequence 1429972 14314 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobac 
1963056 1963162 1 107 gi|219878220|ref|NR_025359.1 
ibosomal RNA, complete sequence 1961654 19631 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurell 
2086891 2086997 1 107 gi|219878132|ref|NR_025271.1 
osomal RNA, partial sequence 2085504 20870 
ammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcaniv 
2364443 2364549 1 107 gi| 219857485 |ref|NR_025073.1 


16S ribosomal RNA, partial sequence 2363042 23645 


137240 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


137240 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


137240 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


137240 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; B 


137240 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


137240 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


ammaproteobacteria; Pasteurellales; Pasteurellaceae. 
3628187 3628293 1 107 gi| 219846487 |ref|NR_026079.1 
16S ribosomal RNA, complete sequence 3626780 3628323 Neisse 
acteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisse 
3875972 3876078 1 107 gi|219846312|ref|NR_025902.1 
6S ribosomal RNA, partial sequence 3874615 38761 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
4020011 4020117 1 107 gi|219846210|ref|NR_025800.1 
SW-156 16S ribosomal RNA, partial sequence 4018632 402012 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero: 
4170531 4170637 1 107 gi|219846100|ref|NR_025690.1 
6S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 
3807569 3807633 1 65 gi| 219846358 |ref|NR_025949.1 


137240 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


137240 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


137240 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


137240 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


137240 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


137240 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


137240 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


137240 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


137240 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
a. 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 

Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Bordetella 


rain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 

cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
1180334 1180402 39 107 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 

RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 

etaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

1864190 1864274 23 107 gi|219878292|ref|NR_025431.1| Chromohalobacter 
n Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
acteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 

3353989 3354073 23 107 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
bosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

828689 828732 74 117 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

1466308 1466426 1 117 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
ibosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

3526351 3526394 74 117 gi|219846559|ref|NR_026151.1| Clostridium colinum 


6S ribosomal RNA, partial sequence 3524935 35264 
ridia; Clostridiales; Clostridiaceae; Clostridiu 
62087 62129 75 117 gi| 265679023 
osomal RNA, partial sequence 60630 62129 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
156200 156242 75 117 gi| 265678959 
rain Al 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Clostridia; Clostridiales; C 
639432 639474 75 117 gi| 265678625 
e-pl0 16S ribosomal RNA, partial sequence 63798 
acteria; Gammaproteobacteria; Xanthomonadales; X 
765872 765914 75 117 gi| 265678536 
n M9 16S ribosomal RNA, complete sequence 76438 
tes; Clostridia; Clostridiales; Veillonellaceae; 
868204 868246 75 117 gi| 265678467 
16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
1285798 1285840 75 117 gi|219846054 
ain YKJ-115 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 


m. 
ref 


acea 
ref 


lost 
ref 


anth 
ref 

Mit 
ref 


acea 
ref 


137240 Bacteria_16S 


pv. juglandis str 
pv. 


Xanthomonas. 


ref 


1313001 1313043 75 117 gi| 228721465 
ain LMG 747 16S ribosomal RNA, partial sequence 


154728 15624 


2 639478 Steno 


5 765927 Mitsu 


1284334 12858 


NR_029331.1 


e; Xanthomon 
NR_029267.1 


ridiaceae; C 
NR_028930.1 
it; 
omonadaceae; 
NR_028840.1 
° 
suokella. 


NR_028770.1 


e; Xanthomon 
NR_025644.1 
4 


NR_027606.1 


07 Clostridium colinum Bacteria; 


Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Clostridium 
Clostridium 

lostridium. 
Stenotrophomonas 

rophomonas rhizophila 
Stenotrophomonas. 
Mitsuokella 

kella jalaludinii 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Jeotgalicoccus 
0 Jeotgalicoccus 


Xanthomonas arboricola 


1311542 1313043 Xanthomonas arboricola 
juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


137240 Bacteria_16S 


broegbernensis strain B1616/1 16S ribosomal RNA, partial 
broegbernensis Bacteria; 


Pseudoxanthomonas. 
137240 Bacteria_16S 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; 


Stenotrophomonas. 
137240 Bacteria_16S 
strain B1953/27.1 


137240 Bacteria_16S 
acetigenes strain 
Bacteria; Firmicutes; 
Sporanaerobacter. 
137240 Bacteria_16S 
lutaoensis strain 
Bacteria; 
137240 Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
137240 Bacteria_16S 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
acidaminiphila Bacteria; 


Stenotrophomonas. 
137240 Bacteria_16S 
strain SEBR 4211 
Firmicutes; 
137240 Bacteria_16S 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 


hibiscicola Bacteria; 
Pseudomonas. 
137240 Bacteria_16S 


strain LMG 471 16S ribos 
Proteobacteria; Gammaproteobacteria; 


137240 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


137240 Bacteria_16S 


strain LMG 947 16S ribos 


Proteobacteria; 
137240 Bacteria_16S 


strain LMG 673 16S ribos 


Proteobacteria; 
137240 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
137240 Bacteria_16S 


strain LMG 690 16S ribos 
Proteobacteria; Gammaproteobacteria; 


137240 Bacteria_16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


137240 Bacteria_16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


137240 Bacteria_16S 


strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 


137240 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


137240 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


137240 Bacteria_16S 


Clostridia; 


2042386 2042428 75 
Proteobacteria; 


2043946 2043988 75 


2045521 2045563 75 


2255210 2255252 75 
Clostridia; 


2303804 23039101 


2319062 2319104 75 


2320654 2320696 75 
Proteobacteria; 
2616525 2616567 75 


Clostridiales; 
2851782 2851824 75 


Proteobacteria; 


3182595 3182637 75 


3184147 3184189 75 


3185699 3185741 75 


3187251 3187293 75 


3188803 3188845 75 
Proteobacteria; 


3190355 3190397 75 


3191907 3191949 75 


3193459 3193501 75 


3195009 3195051 75 


3196561 3196603 75 


3291626 3291668 75 


3293178 3293220 75 


Proteobacteria; 


Clostridiales; 


117 


Gammaproteobacteria; 


117 


Gammaproteobacteria; 


T17 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


117 


Lup33 16S ribosomal RNA, partial sequence 22537 
Clostridiales Fa 


107 


T5054 16S ribosomal RNA, partial sequence 23024 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


117 


117 


Gammaproteobacteria; 


117 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Family XII. 


LL. 


Gammaproteobacteria; 


il? 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


117 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; Xanthomonad 


11? 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


117 


omal RNA, partial sequence 
Gammaproteobacteria; 


117 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


TL 


omal RNA, partial sequence 


117 


omal RNA, partial sequence 


117 


omal RNA, partial sequence 


it? 


somal RNA, partial sequence 3193552 31950 


117 


LL? 


117 


strain LMG 708 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
ref 


137240 Bacteria_16S 


3294730 3294772 75 


117 


strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


Xanthomonadales; X 


219878167 
sequence 
Xan 


gi 


gi|219878166 


Xa 


219878165 
20440 


gi 


gi| 219857563 


gi| 219857528 


gi| 219857517 


gi| 219857516 


Xan 


gi] 219857255 


219856890 
sequence 


gi 


gi| 219846800 
3181138 31826 


gi|219846799 


gi|219846798 
3184240 31857 


gi|219846797 
3185792 31872 


gi|219846796 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 


ref 
thomonadales; 


ref 


ref 
53 2045572 Luteimonas mephitis Bacteria; 
aceae; Luteimonas. 
ref 
47 2255269 Sporanaerobacter acetigenes 
mily Incertae Sedis; 
ref 
04 2303932 Marinobacter lutaoensis 
Alteromonadaceae; 
ref 
82 2319121 Pseudoxanthomonas mexicana 
anthomonadaceae; 
ref 


thomonadales; Xa 


ref 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; 
ref 


Pseudomonadales; 


ref 
37 Xanthomonas sacchari Bacteria; 
aceae; 
ref 
89 Xanthomonas codiaei Bacteria; 
aceae; 
ref 
41 Xanthomonas bromi Bacteria; 
aceae; 
ref 
93 Xanthomonas cassavae Bacteria; 
Xanthomonadales; Xanthomonadaceae; 
ref 


Xanthomonadales; 


ref 
97 Xanthomonas cucurbitae Bacteria; 
Xanthomonadales; Xanthomonadaceae; 
ref 
49 Xanthomonas hortorum Bacteria; 
Xanthomonadales; Xanthomonadaceae; 
ref 


NR_025306.1 
2040918 204243 


NR_025305.1 
2042490 204400 


NR_025304.1 


NR_025151.1 
XI. 


NR_025116.1 


NR_025105.1 


NR_025104.1 
2319172 232071 


NR_024886.1 


NR_024709.1 
2850317 285183 


NR_026392.1 


Xanthomon 
NR_026391.1 


Xanthomon 
NR_026390.1 


Xanthomon 
NR_026389.1 


Xanthomon 
NR_026388.1 
187344 318884 
Xanth 


Ww 


NR_026387.1 


Xanthomon 
NR_026386.1 


Xanthomon 
NR_026385.1 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


Xanthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


nthomonadales; Xanthomonadaceae; 


Luteimonas mephitis 


Sporanaerobacter 


Marinobacter 


Marinobacter. 
Pseudoxanthomonas 


Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 

nthomonadaceae; 


Fusibacter paucivorans 
Fusibacter. 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Xanthomonas sacchari 


as. 
Xanthomonas codiaei 


as. 
Xanthomonas bromi 


as. 
Xanthomonas cassavae 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


as. 
Xanthomonas hortorum 


as. 
Xanthomonas pisi 


3192000 3193501 Xanthomonas pisi Bacteria; 


Xanthomonadales; Xanthomonadaceae; 
ref 
51 Xanthomonas melonis Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


gi|219846792 


Xanthomon 
NR_026384.1 


as. 
Xanthomonas melonis 


Xanthomonas. 
gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
3195102 3196603 Xanthomonas vasicola Bacteria; 

Xanthomonas. 
gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 

68 Xanthomonas oryzae Bacteria; 

Xanthomonas. 

gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 


3291719 3293220 Xanthomonas fragariae Bacteria; 


gi| 219846725 


Xanthomonas. 


NR_026317.1 


Xanthomonas axonopodis 


3293271 3294772 Xanthomonas axonopodis Bacteria; 


137240 Bacteria_16S 
albilineans strai 
albilineans Bacte 


Xanthomonas. 


137240 Bacteria_16S 
strain 743A 16S r 
Clost 
137240 Bacteria_16S 
saccharolytica st 
saccharolytica Ba 


Firmicutes; 


Soehngenia. 


137240 Bacteria_16S 
hispanicus strain 
hispanicus Bacter 
137240 Bacteria_16S 
propionicum strai 
Firmicu 
137240 Bacteria_16S 
xenovorans strain 
Proteob 
137240 Bacteria_16S 


Bacteria; 


Bacteria; 


strain YKJ-16 16S 
Proteobacteria; 


acidaminophilum s 


acidaminophilum B 
137240 Bacteria_16S 


pantelleriensis s 


pantelleriensis B 


Halomonas. 


137240 Bacteria_16S 
strain 62 16S rib 
G 
137240 Bacteria_16S 


Proteobacteria; 


halodenitrificans 
halodenitrificans 
Halomonas. 


137240 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


137240 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


137240 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


137240 Bacteria_16S 


cellulosolvens 6 
Bacteria; Firmicu 


137240 Bacteria_16S 
saccharolyticum W 


WM1 Bacteria; Fir 


137240 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


137240 Bacteria_16S 


ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 


137240 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


137240 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


137240 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


G 
137240 Bacteria_16S 


ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3893057 3893139 23 107 gi 
strain DSM 735 16S ribosomal RNA, compl 
Bacteria; Proteobacteria; Gammaproteoba 


H 


3595254 35967 


2390343 23918 


3836584 38380 


alomo 


219846300 


ete s 
cteri 


4079118 4079167 68 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
185124 185164 77 117 gi 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
847023 847063 77 117 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1303909 1303949 77 117 gi 


117 gi 
ue 
le 


Eubact 
gi 


tes; Clostridia; Clostridiales; 
1492202 1492242 77 117 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1614721 1614761 77 117 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
2272167 22722701 104 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


er 


os 


id 


en 
na 
2500742 2500853 1 113 
ibosomal RNA, partial sequence 

etaproteobacteria; Rhodocyclales; Rhod 
2573322 2573362 77 117 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
3057432 3057532 1 101 gi 
train 0554 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


gi 
oc 


1 
os 


se 
ct 


137240 Bacteria_16S 


219846167 


nce 


S; Pe 


265678940 
183663 185179 Clost 
Clostridiu 
265678482 
845553 84708 
Clostridiu 
219846514 
16S ribosomal RNA, partial sequence 1302478 13039 


iacea 


219846902 


14 
tridi 


219878467 


16 
iales 


219857552 
ce 22707 
dales; 


219857382 
2499368 25008 
yclaceae 
219857286 


seque 


tridiale 
219846884 
quence 

eria; Ae 


3096503 3096583 23 101 gi 


219846858 


nadacea 
ref 
ence 


Ocea 


e; Halomona 
NR_025890.1 

389163 
nospirillal 


equ 
a; 


ref|NR_025757.1 
4077655 40791 
coccaceae; Cryp 
ref|NR_029248.1 
ridium nexile DS 
m. 

ref 


pto 


NR_028785.1 


m. 
ref |NR_026106.1 
Eubacterium. 
ref|NR_026494.1 
49 1492247 Clost 
ae; Clostridium. 
ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025140.1 
90 2272278 Pseudo 
seud 


e; 


907 
ace 


132 
Fa 


P 


ref |NR_024970.1 


; Azoarcus. 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref|NR_026476.1 

3056079 305754 
romonadales; Suc 


nce 


ref |NR_026450.1 


e 


8 
re 


r 


oalteromonad 


3296280 3296322 75 117 gi| 219846724 |ref|NR_026316.1| Xanthomonas 
n LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
ria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
3596684 3596726 75 117 gi|219846511|ref|NR_026103.1| Clostridium populeti 


42 Clostridium populeti Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
4073001 4073043 75 il? gi|219846171|ref|NR_025761.1| Soehngenia 
rain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
4225341 4225383 75 117 gi|219846055|ref|NR_025645.1| Salinicoccus 
DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
ia; Firmicutes; Bacillales; Salinicoccus. 
153080 153121 76 117 gi|265678961|ref|NR_029269.1| Clostridium 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
257069 257165 1 98 gi| 265678891 |ref|NR_029199.1| Burkholderia 
LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
2391743 2391825 23 107 gi| 219857466 |ref|NR_025054.1| Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
2565652 2565693 75 116 gi|219857291|ref|NR_024922.1| Eubacterium 
train DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
3320547 3320629 23 107 gi|219846706|ref|NR_026298.1| Halomonas 
train AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
acteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
3837974 3838056 23 107 gi|219846337|ref|NR_025927.1| Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
s 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Clostridium nexile DSM 
M 1787 Bacteria; 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Clostridium 
idium saccharolyticum 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Clostridium 

7 Clostridium 

e; Clostridium. 
Succinivibrio 

1 Succinivibrio 

cinivibrionaceae; 


Ruminobacter 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Succinivibrionaceae 


Ruminobacter. 


’ 


137240 Bacteria_16S 3527911 3527951 74 114 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

137240 Bacteria_16S 3598221 3598261 77 117 gi|219846509|ref|NR_026101.1| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

137240 Bacteria_16S 3599769 3599809 77 117 gi|219846508|ref|NR_026100.1]| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

137240 Bacteria_16S 131841 131884 74 117 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

137240 Bacteria_16S 333136 333179 74 117 gi|265678839|ref|NR_029144.1]| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

137240 Bacteria_16S 966346 966449 1 104 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 


subsp. vallismort 
subsp. vallismort 


Salinivibrio. 
137240 Bacteria_ 


strain OK-1 16S r 
G 


Proteobacteria; 
137240 Bacteria_ 


acetoxidans DSM 7 


DSM 771 Bacteria; 
137240 Bacteria_ 


strain B-10-31 16 
G 


Proteobacteria; 
137240 Bacteria_ 
strain USDA 9030 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
137240 Bacteria_16S 1660270 1660373 1 104 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 
137240 Bacteria_16S 2189938 2190041 1 104 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
137240 Bacteria_16S 2326717 2326760 74 117 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
137240 Bacteria_16S 2508462 2508505 74 1t7 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 
137240 Bacteria_16S 2528127 2528170 74 117 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
137240 Bacteria_16S 3175024 3175067 74 117 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
137240 Bacteria_16S 3247897 3247940 74 117 gi| 219846756 |ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
137240 Bacteria_16S 3582776 3582819 74 117 gi| 219846521 |ref|NR_026113.1]| Clostridium 
stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
137240 Bacteria_16S 4003427 4003530 1 104 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
137240 Bacteria_16S 4029139 4029242 1 104 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
137240 Bacteria_16S 4030689 4030792 1 104 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
137240 Bacteria_16S 4179763 4179866 1 104 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
137240 Bacteria_16S 22588 22626 79 LL gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 


is strain DV 16S ribosomal RNA, partia 


ammaproteobacteria; Alteromonadales; S 
16S 1160628 1160671 74 117 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
16S 1412918 14130211 104 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
16S 1504061 1504128 38 105 gi 


v 


1 sequence 


hewanellac 
228721485 

11591 
Peptococ 
224581450 
1411537 14130 
seudoalter 
219846475 
16S ribosomal RNA, partial sequence 1502684 15041 


964933 966480 Salinivibrio costicola 


is Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
16S 1010719 1010822 1 104 gi|265678371|ref|NR_028673.1| Shewanella algae 
ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 


eae; Shewanella 
ref |NR_027608.1 
66 1160688 Desulf 
caceae; Desulfotomaculum. 
ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 
ref|NR_026067.1| Rhizobium tropici 

57 Rhizobium tropici Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 


137240 Bacteria_16S 
orbiscindens stra 
Firmicu 
137240 Bacteria_16S 
orbiscindens stra 
Firmicu 
137240 Bacteria_16S 
condimenti strain 
Firmicu 
137240 Bacteria_16S 
strain AS2 16S ri 
Lacto 
137240 Bacteria_16S 


Bacteria; 


Bacteria; 


Bacteria; 


Firmicutes; 


strain SL-4 16S r 
Firmicutes; Bacil 


137240 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


137240 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


137240 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


137240 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


137240 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


137240 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


137240 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
433686 433724 79 117 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
445940 446046 1 107 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


453712 453750 79 
S ribosomal RNA, 
lales; 


117 gi 


Macrococcus. 


422881 42442 


complete sequence 452220 45376 


24132 24170 79 117 gi|265679048|ref|NR_029356.1| Clostridium 
in 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

24182 24220 79 117 gi|265679048|ref|NR_029356.1| Clostridium 
in 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

40667 40705 79 117 gi|265679037|ref|NR_029345.1| Staphylococcus 

F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
tes; Bacillales; Staphylococcus. 

52981 53019 79 117 gi|265679029|ref|NR_029337.1| Enterococcus asini 
bosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

101334 101372 79 117 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
ibosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
lales; Bacillaceae; Halobacillus. 

322178 322216 79 117 gi| 265678846 |ref|NR_029151.1] Bacillus 

strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

376590 376628 79 117 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

385736 385842 1 107 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
bosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

424370 424408 79 LL gi|265678772|ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


265678766|ref|NR_029071.1| Paenibacillus 
ence 432196 433742 Paenibacillus favisporus 
nibacillus. 

265678758 |ref|NR_029063.1| Pseudomonas 
quence 444544 446074 Pseudomonas 

eria; Pseudomonadales; Pseudomonadaceae; 
265678752 |ref|NR_029057.1| Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


137240 Bacteria_16S 456870 456908 79 117 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

137240 Bacteria_16S 471841 471947 1 107 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

137240 Bacteria_16S 493409 493515 1 107 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

137240 Bacteria_16S 498077 498115 79 117 gi|265678720|ref|NR_029025.1]| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

137240 Bacteria_16S 527093 527131 79 117 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

137240 Bacteria_16S 549985 550023 79 117 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

137240 Bacteria_16S 556034 556140 1 107 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

137240 Bacteria_16S 557576 557682 1 107 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

137240 Bacteria_16S 633309 633347 79 117 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

137240 Bacteria_16S 665136 665178 75 117 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

137240 Bacteria_16S 719522 719560 79 TL? gi| 265678569 |ref|NR_028873.1| Virgibacillus 


marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


137240 Bacteria_16S 773523 773561 79 


suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 
Lactobacillales; 


suicloacalis Bacteria; 
137240 Bacteria_16S 


Firmicutes; 
880018 880060 75 


marinus subsp. pastoris strain PCC 9511 16S ribosomal R 
Prochlorococcus marinus subsp. pastoris 


Prochlorococcus. 
916933 916971 79 


Prochlorococcaceae; 
137240 Bacteria_16S 


intermedius strain 1877 16S ribosomal RNA, partial sequence 91544 
Streptococcaceae; 


Bacteria; Firmicutes; 
137240 Bacteria_16S 

strain BT-H1 16S ribosomal RNA, 
Firmicutes; Clostridia; Clostridiales; 
137240 Bacteria_16S 1019878 1019916 79 


Lactobacillales; 
940101 940139 79 


succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, 
Bacteria; 


Staphylococcus succinus subsp. 
137240 Bacteria_16S 1064168 1064206 79 


acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclob 


137240 Bacteria_16S 
strain NAFOO1 16S 
Firmicutes; Bacillales; Bacillaceae; 
137240 Bacteria_16S 1287358 1287396 79 


1081946 1081984 79 


halotolerans strain YKJ-101 16S ribosomal RNA, 
Bacillales; 


halotolerans Bacteria; Firmicutes; 
137240 Bacteria_16S 1314553 1314591 79 
brockii subsp. brockii strain HTD4 


Thermoanaerobacterales; 
137240 Bacteria_16S 
subsp. 
subsp. subtilis Bacteria; 
137240 Bacteria_16S 
bryozoorum strain 
Bacteria; 
137240 Bacteria_16S 
subsp. 
subsp. sciuri Bacteria; 
137240 Bacteria_16S 
brockii subsp. 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
137240 Bacteria_16S 
papyrosolvens DSM 
2782 Bacteria; Firmicutes; 
137240 Bacteria_16S 


1316133 1316171 79 


Firmicutes; 
1463251 1463357 1 


1480042 1480080 79 


Firmicutes; 
1507052 1507090 79 


1578009 1578047 79 


Clostridia; 
1641903 1642009 1 


complete sequence 


succinus 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillales; 


sciuri strain DSM 20345 16S ribosomal RNA, 
Bacillales; 


2782 16S ribosomal RNA, 


LL) gi 


117 gi 


117 gi 


117 gi 


Heliobacteriaceae; 


117 gi 


5 Oy hee gi 


117 gi 


117 gi 


partial 


117 gi 


16S ribosomal RNA, 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


brockii Bacteria; 
Thermoanaerobact 
117 gi|228716557 


subtilis strain DSM 10 16S ribosomal RNA, partial sequence 
Bacillaceae; 


107 gi 


50-11 16S ribosomal RNA, partial sequence 14618 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


117 gi 


LL? gi 


lactiethylicus strain SEBR 5268 16S ribosomal RNA, 
lactiethylicus 
Thermoanaerobacteraceae; 


117 gi 


complete sequence 15765 
Clostridiales; Clostridiac 


107 gi 


proteolytica strain CMS 64 16S ribosomal RNA, partial s 


proteolytica Bacteria; 
Pseudomonas. 
137240 Bacteria_16S 


Proteobacteria; 


1690763 1690801 79 


rifietoensis strain M8 16S ribosomal RNA, partial sequence 
Planococcaceae; 


Bacteria; Firmicutes; 
137240 Bacteria_16S 


Bacillales; 
1693876 1693914 79 


Gammaproteobacteria; 


117 gi 


il? gi 


auripigmenti strain OREX-4 16S ribosomal RNA, partial s 


auripigmenti Bacteria; 
137240 Bacteria_16S 


Firmicutes; 
1780576 1780614 79 


agarexedens strain DSM 1327 16S ribosomal RNA, 
Bacillales; 


agarexedens Bacteria; 
137240 Bacteria_16S 

stellifer strain 
Bacteria; Firmicutes; 
137240 Bacteria_16S 

necropolis strain 
necropolis Bacteria; 
137240 Bacteria_16S 
strain DSM 10404 16S ribosomal RNA, 
Bacteria; Firmicutes; Bacillales; 
137240 Bacteria_16S 1881091 1881129 79 
vibrioides strain 
vibrioides Bacteria; 
137240 Bacteria_16S 


Firmicutes; 
1801691 1801729 79 


Bacillales; 
1804823 1804861 79 


Firmicutes; 
1824792 1824830 79 


Firmicutes; 
1884248 1884286 79 


Clostridia; 


LMG 19488 16S ribosomal RNA, 
Bacillales; 


FKBS1 16S ribosomal RNA, 


117 gi 
partial 
Paenibaci 


117 gi 


IS1 16S ribosomal RNA, partial sequenc 
Paenibacillaceae; 


complete sequence 
Bacillaceae; 


Pae 

ely gi 
complete 
Bacillacea 
117 gi 
Halobaci 
117 gi 


complete sequence 
Clostridia; 


Clostridia 
117 gi 


Car 


938639 94015 
Heliorestis. 


1080469 10819 


Jeotgalicoccus. 


complete sequen 
Staphylococcus. 


Thermoanaerobact 


Planococcus. 


Clostridiales; 


265678531 


265678459 


265678434 


Streptoc 
265678419 


265678365 
265678335 
265678322 


219846053 
sequence 


228718892 
partial se 


Ba 
224581411 


219878381 


219846365 
Bacteria; 


219846510 


219878449 
equence 
Pseud 


219878414 
16892 


219878412 
equence 
Pep 
219878350 
sequence 
llaceae; P 
219878335 
e 18002 
nibacillus 
219878333 
sequence 
e; Virgiba 
219878320 
18233 
llus. 
219878279 


les; Veill 


nobacteriaceae; 


NA, partial sequence 
Bacteria; Cyanobacteria; Prochlorales; 


complete sequence 
Firmicutes; 


acillaceae; 


Firmicutes; 


Alteromonadaceae 


ref |NR_028835.1| Atopostipes 
772034 773579 Atopostipes 
Atopostipes. 
ref|NR_028762.1| Prochlorococcus 


878614 880078 


ref|NR_028736.1] Streptococcus 

5 916988 Streptococcus intermedius 
occus; Streptococcus anginosus group. 
ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 


ref|NR_028667.1] Staphylococcus 
1018386 1019933 
Bacillales; Staphylococcus. 
ref |NR_028637.1| Alicyclobacillus 
1062699 1064231 Alicyclobacillus 
Alicyclobacillus. 
ref|NR_028624.1| Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


ref|NR_025643.1| Jeotgalicoccus 
1285891 1287396 Jeotgalicoccus 


ref|NR_027577.1| Thermoanaerobacter 
quence 1313094 1314606 
Clostridia; 
er. 
ref|NR_027552.1| Bacillus subtilis 

1314657 1316173 Bacillus subtilis 
cillus. 
ref|NR_027192.1| Marinobacter 
62 1463368 Marinobacter bryozoorum 

; Marinobacter. 

ref|NR_025520.1| Staphylococcus sciuri 
ce 1478573 1480100 Staphylococcus sciuri 


ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 

er. 
ref|NR_026102.1| Clostridium 

77 1578067 Clostridium papyrosolvens DSM 
eae; Clostridium. 
ref|NR_025588.1] Pseudomonas 
1640520 1642031 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_025553.1] Planococcus 
86 1690816 Planococcus rifietoensis 


ref|NR_025551.1| Desulfosporosinus 
1692386 1693917 Desulfosporosinus 
tococcaceae; Desulfosporosinus. 
ref|NR_025489.1| Paenibacillus 
1779107 1780619 Paenibacillus 


aenibacillus. 
ref|NR_025474.1| Paenibacillus 
19 1801737 Paenibacillus stellifer 
ref|NR_025472.1| Virgibacillus 

1803341 1804862 Virgibacillus 
cillus. 
ref|NR_025459.1| Halobacillus trueperi 
01 1824836 Halobacillus trueperi 
ref|NR_025418.1| Propionispora 


1879598 1881131 Propionispora 
onellaceae; Propionispora. 


219878277 


ref|NR_025416.1| Sporomusa malonica 


strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 


Firmicutes; Clostridia; 


Clostridiales; Veillonellaceae; 


Sporomusa 


137240 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


137240 Bacteria_16S 
sanguinicola stra 


sanguinicola Bact 


137240 Bacteria_16S 


1885827 1885865 79 117 gi|219878276|ref|NR_025415.1 
6S ribosomal RNA, partial sequence 1884339 18858 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

1909775 1909813 79 117 gi| 219878257 |ref|NR_025396.1 
in CCUG 43001 16S ribosomal RNA, partial sequence 1908318 190981 
eria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

1975118 1975156 79 117 gi|219878212|ref|NR_025351.1 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Aerococcus 
6 Aerococcus 


Marinibacillus marinus 


strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

137240 Bacteria_16S 2033124 2033162 79 117 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

137240 Bacteria_16S 2048662 2048700 79 117 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

137240 Bacteria_16S 2050225 2050263 79 117 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

137240 Bacteria_16S 2051786 2051824 79 T17 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

137240 Bacteria_16S 2096065 2096103 79 117 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 


strain SW-72 16S 
Firmicutes; Bacil 


137240 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


137240 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


137240 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


137240 Bacteria_16S 


strain TF-12 16S 


ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; Cl 
2115811 2115849 79 117 gi 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
2120416 2120454 79 117 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2124912 2124950 79 117 
ribosomal RNA, partial sequence 


gi 


gi 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

137240 Bacteria_16S 2126468 2126506 79 117 gi|219857651 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 21265 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

137240 Bacteria_16S 2226240 2226278 79 117 gi| 219857582 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
137240 Bacteria_16S 2227801 2227839 79 117 gi| 219857581 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 22263 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 
137240 Bacteria_16S 2235331 2235437 1 107 gi| 219857576 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudo 
Pseudomonas. 

137240 Bacteria_16S 2322131 23222371 107 gi|219857515 
strain CFML 97-391 16S ribosomal RNA, partial sequence 23207 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
137240 Bacteria_16S 2323683 2323789 1 107 gi| 219857514 
strain CFML 97-514 16S ribosomal RNA, partial sequence 23223 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
137240 Bacteria_16S 2382663 2382701 79 117 gi| 219857472 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 23827 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

137240 Bacteria_16S 2399338 2399376 79 117 gi|219857461 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 23978 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 
137240 Bacteria_16S 2432859 2432897 79 117 gi| 219857436 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 24314 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
137240 Bacteria_16S 2445059 2445097 79 117 gi| 219857423 
koreense strain JGO7 16S ribosomal RNA, partial sequence 24435 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
137240 Bacteria_16S 2449643 2449681 79 117 gi| 219857420 
oOlivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequen 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacte 
137240 Bacteria_16S 2556362 2556468 1 107 gi| 219857340 


strain CIP 105469 


219857 
2118933 21204 


219857 
2123444 21249 


2094597 20961 


lales; Bacillaceae; Bacillus. 
2109717 2109755 79 117 gi| 219873437 
bosomal RNA, partial sequence 2108290 21097 


658 


655 


652 


16S ribosomal RNA, partial sequence 


ostridiu 
219857 
2114343 21158 


ref|NR_026099.2 
m. 


ref|NR_025247.1 


ref |NR_025244.1 
54 Halobacillus 


ref |NR_025241.1 


ref |NR_025240.1 


7 
Paenibacill 
ref|NR_025169.1 
29 2227839 P 


monadales; 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025060.1 


ref|NR_025049.1 
69 2399376 Sporos 


ref 
10 2432897 Paeni 


NR_025024.1 
b 


ref|NR_025011.1 
92 2445097 Planom 


NR_025008.1 
ce 2448175 244968 
eae; Alkalib 


ref 


riac 


03 Bacillus hwajinpoensis Bacteria; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 

Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Sporosarcina 
arcina aquimarina 


Paenibacillus 
acillus chinjuensis 


Planomicrobium 
icrobium koreense 


Alkalibacterium 
1 Alkalibacterium 
acterium. 


ref|NR_024928.1 


Pseudomonas gessardii 


2554974 2556489 Pseudomonas gessardii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


137240 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


137240 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


137240 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


137240 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


137240 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


137240 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


137240 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


137240 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


137240 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


137240 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


137240 Bacteria_16S 


campinasensis str 
campinasensis Bac 


137240 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


137240 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


137240 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


137240 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


137240 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


137240 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


137240 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


137240 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


137240 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


137240 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


137240 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


137240 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


2557928 2558034 1 107 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2562554 2562660 1 107 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2567235 2567273 79 117 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2571687 2571793 1 107 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580808 2580914 1 107 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2583944 2584050 1 107 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585513 2585619 1 107 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2590276 2590314 79 117 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2597917 2598023 1 107 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2628813 2628851 79 117 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2644093 2644131 79 117 gi 
ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 
2680181 2680219 79 117 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2681723 2681761 79 117 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2723642 2723680 79 117 gi 


219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857290 
al sequenc 
idiales; V 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857275 
25888 
cus. 
219857270 
25965 
nadales; P 
219857246 
nce 26273 
acillus. 
219857229 
uence 
cillaceae; 
219857203 
sequence 
ceae; Lent 
219857202 
1 sequence 
Carnobacte 
219857173 
27221 
Alicycloba 
219857126 
ial sequen 
clobacilla 
219857125 
ce 27867 
Alicycloba 
219856885 
28581 
nadales; P 
219856878 
artial seq 


tes; Bacillales; Alicyclobacillaceae; 
2786689 2786727 79 117 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2788268 2788306 79 117 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 
2859493 2859599 1 107 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2870378 2870416 79 117 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; 
2871958 2871996 79 117 gi| 219856877 
6S ribosomal RNA, partial sequence 2870477 28720 
lales; Bacillaceae; Bacillus. 
2873536 2873574 79 117 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2875124 2875162 79 117 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulanibacillus. 
2876700 2876738 79 117 gi| 219856874 
6S ribosomal RNA, partial sequence 2875223 28767 
lales; Bacillaceae; Bacillus. 
2879848 2879886 79 117 gi| 219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 
laceae; Bacillus. 


gi|219856876 
2872057 28735 


219856875 
sequence 


137240 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024876.1 


22 2628862 Gracil 


ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref |NR_024831.1 

2678696 268021 
ibacillus. 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref |NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024697.1 
uence 286889 
Bacillus; Bacil 
ref|NR_024696.1 


ref |NR_024695.1 


ref|NR_024694.1 
2873633 287517 


ref|NR_024693.1 


ref 
lus 


NR_024691.1 
flexus Bacte 


2882965 2883003 79 117 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi| 219856870 


ref|NR_024689.1 


Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Anaeromusa 
8 Anaeromusa 
Anaeromusa. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 

Pseudomonas. 

Enterococcus mundtii 
coccus mundtii Bacteria; 


Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Gracilibacillus 
ibacillus halotolerans 


Paenibacillus 
1 Paenibacillus 


Lentibacillus 
9 Lentibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus atrophaeus 


2881499 2883013 Bacillus atrophaeus Bacteria; 


137240 Bacteria_16S 
strain PCl 16S ri 
G 
137240 Bacteria_16S 
flavithermus stra 
flavithermus Bact 
137240 Bacteria_16S 


Proteobacteria; 


strain DSM 3670 1 
Firmicutes; Bacil 


137240 Bacteria_16S 


strain DSM 11363 
Proteobacteria; 


strain ATCC 70062 
Firmicutes; 


Incertae Sedis; 


strain DSM 6836 1 
Firmicutes; 


pseudalcaliphilus 
pseudalcaliphilus 


137240 Bacteria_16S 


strain R91/1468 1 
Firmicutes; 


ATCC 35205 16S ri 
Firmicutes; 


cellulolyticus Ba 


137240 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


137240 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


137240 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


137240 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


137240 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


137240 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


137240 Bacteria_16S 


strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 


137240 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


137240 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


137240 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


G 
137240 Bacteria_16S 


Lacto 
137240 Bacteria_16S 
aotearoense strai 
aotearoense Bacte 
T 
137240 Bacteria_16S 


Clost 
137240 Bacteria_16S 


Lacto 
137240 Bacteria_16S 
halophilum strain SEBR 3139 16S ribosomal RNA, 
halophilum Bacteria; Firmicutes; Clostridia; Clostridia 
137240 Bacteria_16S 


Clostridia; 
137240 Bacteria_16S 
cellulolyticus st 


2975313 2975419 1 107 gi| 219846940 
bosomal RNA, partial sequence 2973936 29754 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
2999770 2999808 79 117 gi| 219846924 
in DSM 2641 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxy 
3001342 3001380 79 117 gi| 219846923 
6S ribosomal RNA, partial sequence 2999867 30013 
lales; Bacillaceae; Geobacillus. 
3178026 3178132 1 107 gi| 219846803 
16S ribosomal RNA, partial sequence 3176631 31781 


ammaproteobacteria; Pseudomonadales; Pseudomonad 

3181043 3181081 79 117 gi|219846801 
8 16S ribosomal RNA, partial sequence 31795 
bacillales; Aerococcaceae; Facklamia. 

3323632 3323670 79 117 gi|219846704 
n JW/SL-NZ613 16S ribosomal RNA, partial sequenc 
ria; Firmicutes; Clostridia; Thermoanaerobactera 
hermoanaerobacterium. 

3447348 3447386 79 117 gi| 219846612 


6S ribosomal RNA, partial sequence 3445905 34473 
ridia; Clostridiales; Clostridiaceae; Clostridiu 
3535484 3535522 79 117 gi| 219846553 
DSM 8725 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; 
3601349 3601387 79 117 gi| 219846506 
6S ribosomal RNA, partial sequence 3599877 36013 
bacillales; Carnobacteriaceae; Dolosigranulum. 
3654296 3654334 79 117 gi|219846469 
partial sequence 
les; Pepto 
gi| 219846342 
3829173 38306 
e; Helioba 
219846327 
quence 


3830626 3830664 79 117 
bosomal RNA, partial sequence 
Clostridiales; Heliobacteriacea 
3853157 3853195 79 117 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostridiales; R 
3872926 3872964 79 117 gi| 219846314 
ribosomal RNA, partial sequence 3871442 38729 
lales; Bacillales Family XI. Incertae Sedis; Gem 
3874513 3874551 79 117 gi| 219846313 
16S ribosomal RNA, partial sequence 38730 
tes; Bacillales; Bacillales Family XI. Incertae 
3882235 3882273 79 117 gi| 219846308 
ain JT-3 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Clostridia; Thermoanaerobacte 
ty 


3897804 3897842 79 il? gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
3906785 3906891 1 107 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


219846297 
ce 38963 
Tetrageno 
219846291 
quence 
eria; Pseu 
4021556 4021662 1 107 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


219846209 
uence 
a; Alterom 


4077549 4077587 79 117 gi 
6S ribosomal RNA, partial sequence 4076074 40 
ridia; Thermoanaerobacterales; Thermoanaeroba 


219846168 
776 
cte 


4106256 4106294 79 117 gi|219846149 
S ribosomal RNA, partial sequence 4104804 41063 
lales; Paenibacillaceae; Paenibacillus 
4132055 4132093 79 117 gi 
SF-57 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Marinibacillus. 


219846126 
ence 41305 


ref|NR_026532.1| Pseudomonas cichorii 
29 Pseudomonas cichorii Bacteria; 
aceae; Pseudomonas. 
ref|NR_026516.1| Anoxybacillus 
2998293 2999816 Anoxybacillus 
bacillus. 
ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


ref|NR_026395.1| Pseudomonas graminis 
59 Pseudomonas graminis Bacteria; 
aceae; Pseudomonas. 

ref |NR_026393.1| Facklamia hominis 

83 3181087 Facklamia hominis Bacteria; 


ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


ref|NR_026204.1| Clostridium viride 
86 Clostridium viride Bacteria; 

m. 
ref|NR_026145.1 
3534017 353553 
Bacillus. 
ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


Bacillus 
4 Bacillus 


ref|NR_026061.1 
3652827 365435 
coccaceae; Desulfotomaculum. 
ref|NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 
cterium. 
ref|NR_025917.1 
3851732 385319 
uminococcaceae; Acetivibrio. 
ref|NR_025904.1| Gemella morbillorum 
77 Gemella morbillorum Bacteria; 
ella. 
ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref |NR_025898.1 
3880766 388228 
rales; Thermoana 


Desulfotomaculum 
2 Desulfotomaculum 


Acetivibrio 
5 Acetivibrio 


Gemella haemolysans 
a haemolysans ATCC 10379 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025881.1 

3905392 390691 
domonadales; Pse 


Tetragenococcus 
enococcus muriaticus 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


ref|NR_025799.1 
4020178 402167 
onadales; Altero 


Marinobacter 
2 Marinobacter 
monadaceae; 


ref|NR_025758.1| Mahella australiensis 
04 Mahella australiensis Bacteria; 
rales Family IV. Incertae Sedis; 


ref |NR_025739.1 
11 Paenibacillus 


Paenibacillus lactis 
lactis Bacteria; 


ref |NR_025716.1 
88 4132093 Marini 


Marinibacillus 
bacillus campisalis 


4133627 4133665 79 117 gi|219846125 
S ribosomal RNA, partial sequence 4132144 41336 
lales; Bacillaceae; Halobacillus. 


ref|NR_025715.1| Halobacillus locisalis 
65 Halobacillus locisalis Bacteria; 


137240 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


137240 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


137240 Bacteria_16S 


CFN 42 16S riboso: 
Alphaproteobacter 


137240 Bacteria_16S 


strain TH-3 16S r 


4172189 4172227 79 117 

S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
4210073 4210111 79 


gi 


117 gi 


tes; Bacillales; Bacillaceae; Lentibac 
273600 273669 38 107 gi 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
716297 716366 38 107 
ibosomal RNA, partial sequence 


Rhizobi 
gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


137240 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


aminovorans strai 
aminovorans Bacte 


strain SO2 16S ri 
americanum strain 


americanum Bacter 
Sinorhizobium/Ens 


137240 Bacteria_16S 


strain H-8 16S ri 
Proteobacteria; A 


137240 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


137240 Bacteria_16S 


strain LMG 7837 1 
Proteobacteria; A 
Sinorhizobium. 


137240 Bacteria_16S 


strain H152 16S r 
Proteobacteria; A 


137240 Bacteria_16S 
in BMA1 16S ribosomal RNA, partial seq 


thermophilus stra 
thermophilus Bact 


137240 Bacteria_16S 


strain gal 1261 1 
Proteobacteria; A 


137240 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


137240 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


137240 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


137240 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


137240 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


137240 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


137240 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


137240 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


1239305 1239374 38 107 gi 
in DSM7050 16S ribosomal RNA, partial 


1240821 1240890 38 107 gi 
n DSM7048 16S ribosomal RNA, partial s 


1487596 1487665 38 107 
bosomal RNA, partial sequence 


gi 


1580984 1581053 38 107 gi 
CFNEI 156 16S ribosomal RNA, partial 


ifer group; Sinorhizobium. 
2155007 2155076 38 107 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2559562 2559599 80 117 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
3604356 3604425 38 107 gi 


gi 


lphaproteobacteria; Rhizobiales; Rhizo 


3657257 3657326 38 107 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3678787 3678828 76 117 gi 


gi 


Deferribacteral 
107 gi 


Deferribacteres; 
3981117 3981186 38 


eria; 


lphaproteobacteria; Rhizobiales; Rhizo 
93536 93576 77 117 gi 
ain PAL-1 16S ribosomal RNA, complete 
teria; Deferribacteres; Deferribactera 
195776 195840 1 65 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
249664 249764 1 101 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


1003236 1003300 1 65 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1197038 1197078 77 117 gi 
2809 16S ribosomal RNA, partial sequen 
eferribacteres; Deferribacterales; Def 
1282650 1282734 23 107 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1455813 1455913 1 101 gi 
n MBIC1298 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
1484559 1484643 23 107 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


gi 


137240 Bacteria_16S 


subsp. 
subsp. 


1571879 1571979 1 101 gi 


SF-20 16S ribosomal RNA, partial seque 


eria; Proteobacteria; Alphaproteobacte 
137240 Bacteria_16S 


ria; Proteobacteria; Alphaproteobacter 
137240 Bacteria_16S 


ia; Proteobacteria; Alphaproteobacteri 


219846099 


4170715 41722 
Vagococcu 


Ss. 
219846069 
nce 42085 
illus. 

265678878 


272240 273697 Rhizo 


um/Agrobac 
265678571 


714920 71638 


obacteriac 
219878163 
sequence 
ria; 
219878162 
equence 
ia; 
219857235 


1486230 14876 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
137240 Bacteria_16S 


biaceae; 
219878491 

sequence 

a; 


219857632 


2153652 21550 


Acetobacte 
219857338 


2558106 25596 


Eubacteriu 
219846504 


6S ribosomal RNA, partial sequence 3602996 36044 


biaceae; S 


219846467 


3655877 36573 
R 


biaceae; 
219846452 
uence 

es; Deferr 
219846238 


6S ribosomal RNA, partial sequence 3979744 39812 
R 


biaceae; 
265679001 
sequence 

les; Defer 
265678933 
ence 19438 
occales; M 
265678896 
al sequenc 
acteria; N 


265678376 


1001834 10033 


ocyclaceae 
228715574 
ce 11955 
erribacter 
219846087 


1281261 12827 
Entomoplasmataceae; 


E 
224581417 
sequence 

ia; Aeromo 
219857506 


1483159 14846 


Halomonad 
219878156 


Rhizo 


Rhizob 


R 


Rhizobi 


ref|NR_025689.1 


ref|NR_025659.1 


ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref |NR_028876.1 


eae; Aminobacter 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref |NR_024863.1 


hizobium/Agrobac 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


ref |NR_025221.1 


race 
ref 


ae; Rubritep 
NR_024926.1 


m. 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026059.1 
hizobium/Agrobac 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_025828.1 


hizobium/Agrobac 
ref|NR_029309.1 

92051 93594 
ribacteraceae; G 
ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref |NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref |NR_028678.1 


; Azovibrio. 
ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 
ref|NR_027198.1 
1454432 145591 
nadales; Aeromon 
ref|NR_025094.1 


acea 
ref 


e; Kushneria 
NR_025295.1 


91 4210111 Lentib 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Lentibacillus 
acillus salicampi 


Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Geovibrio 

Geovibrio 

eovibrio. 

Methylococcus 

ococcus capsulatus 
Methylococcus. 
Microvirgula 
Microvirgula 
sseriaceae; 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Entomoplasma somnilux 


somnilux Bacteria; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Aeromonas salmonicida 


smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


137240 Bacteria_16S 1784988 1785072 23 107 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

137240 Bacteria_16S 1865772 1865856 23 107 gi|219878291|ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

137240 Bacteria_16S 1931243 1931299 48 104 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

137240 Bacteria_16S 1966137 1966201 1 65 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

137240 Bacteria_16S 3613334 3613434 1 101 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

137240 Bacteria_16S 3813728 3813828 1 101 gi|219846354|ref|NR_025945.1| Aeromonas 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 

137240 Bacteria_16S 3824473 3824537 1 65 gi| 219846347 |ref|NR_025938.1| Haemophilus 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Haemophilus. 

137240 Bacteria_16S 4009457 4009557 1 101 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

137240 Bacteria_16S 4122920 4123036 1 117 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

137240 Bacteria_16S 82877 82980 1 104 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

137240 Bacteria_16S 447528 447575 60 107 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

137240 Bacteria_16S 548330 548433 1 104 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, part 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteoba 
Pseudoalteromonas. 
137240 Bacteria_16S 
strain SW-45 16S 
Proteobacteria; 


764218 764321 1 104 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 


gi 


G 


137240 Bacteria_16S 932349 932384 77 112 gi 
algidixylanolyticum strain SPL73 16S ribosomal RNA, par 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; C 
137240 Bacteria_16S 938471 938574 1 104 gi 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas. 

137240 Bacteria_16S 


KMM 162 16S ribosomal RNA, partial seq 


1443711 1443818 1 107 gi 
strain M2000/95/1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteure 
137240 Bacteria_16S 1754839 1754942 1 104 gi 
agarivorans strain KMM 255 16S ribosomal RNA, partial s 
agarivorans Bacteria; Proteobacteria; Gammaproteobacter 
Pseudoalteromonas. 
137240 Bacteria_16S 1871921 1871964 74 117 
strain 3S-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
137240 Bacteria_16S 2259830 2259865 79 114 gi 
strain ATCC 29178 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
137240 Bacteria_16S 2267614 2267657 74 117 gi 
strain SK-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


gi 


762839 76433 


a; Proteobacteria; Gammaproteobacteria; 


1870444 18719 


2266147 22676 


ial sequen 
cteria; Al 


265678537 


1lteromonad 
265678424 
tial seque 
lostridial 
265678420 
uence 
; Alteromo 
224581426 
14423 
llales; Pa 
219878370 
equence 
ia; Altero 


v 


219878287 


219857560 
22583 
occus. 
219857555 


137240 Bacteria_16S 2273640 2273743 1 104 gi 
issachenkonii strain KMM 3549 16S ribosomal RNA, partia 


ce 546976 54845 
teromonadales; 


8 
P 


Pseudoalteromonas 
seudoalteromonadaceae; 


ref|NR_028841.1| Marinobacter litoralis 

4 Marinobacter litoralis Bacteria; 

aceae; Marinobacter. 

ref|NR_028726.1| Clostridium 

nce 930884 932385 Clostridium 

es; Clostridiaceae; Clostridium. 

ref|NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 

nadales; Pseudoalteromonadaceae; 

ref|NR_027207.1| Actinobacillus scotiae 


29 1443825 Actinobacillus scotiae 
steurellaceae; Actinobacillus. 
ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 
monadales; Pseudoalteromonadaceae; 


ref|NR_025426.1| Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 


ref|NR_025148.1 
45 2259880 Strept 


Streptococcus iniae 
ococcus iniae Bacteria; 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


219857551 
1 sequence 


ref|NR_025139.1| Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 


issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


137240 Bacteria_ 


stanieri Bacteria 


Marinobacterium. 
137240 Bacteria_ 
strain NCFB 2890 
Firmicutes; 
137240 Bacteria_ 


strain C-1 16S ri 


Proteobacteria; 
137240 Bacteria_ 
brockii subsp. 


Thermoanaerobacte 


137240 Bacteria_ 
aliena strain KMM 


Lacto 


G 


fi 


16S 2867178 2867281 1 104 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
16S 3614967 3615005 79 117 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
bacillales; Carnobacteriaceae; Alloiococcus. 
16S 3836471 3836526 52 107 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
bosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 3883809 3883847 79 117 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
nnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacteraceae; Thermoanaerobacter. 
16S 4053325 4053428 1 104 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
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6 Macrococcus hajekii Bacteria; 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

583327 583369 75 117 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
ibosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 

640921 641027 1 107 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 

ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

822435 822541 1 107 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 
ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

961719 961825 1 107 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 

16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

974112 974154 75 It? gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
4 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 

Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

1329928 1329962 83 117 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
5 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
tes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

1634360 1634466 1 107 gi|219878454|ref|NR_025593.1| Oceanisphaera 
DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 
a; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 

1643465 1643571 1 107 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 

ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

1645026 1645132 1 107 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 

ribosomal RNA, partial sequence 1643643 1645153 Pseudomonas antarctica Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

2220173 2220279 1 107 gi|219857586|ref|NR_025174.1| Pseudomonas 
strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

2264516 2264554 69 107 gi|219857557|ref|NR_025145.1| Alcanivorax 
n IS04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
acteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

2431318 2431356 79 117 gi|219857437|ref|NR_025025.1| Papillibacter 


137240 Bacteria_16S 


cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 


2429869 2431359 Papillibacter 


137240 Bacteria_16S 2505387 2505427 77 117 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

137240 Bacteria_16S 2582374 2582480 1 107 gi|219857280|ref|NR_024911.1| Pseudomonas rhodesiae 
strain CIP 104664 16S ribosomal RNA, complete sequence 2580986 2582507 Pseudomonas rhodesiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

137240 Bacteria_16S 2596351 2596457 1 107 gi|219857271|ref|NR_024902.1| Pseudomonas mandelii 
strain CIP 105273 16S ribosomal RNA, partial sequence 2594961 2596478 Pseudomonas mandelii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

137240 Bacteria_16S 2816635 2816741 1 107 gi|219856913|ref|NR_024734.1| Pseudomonas 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 2815260 2816748 Pseudomonas 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

137240 Bacteria_16S 2854810 2854916 1 107 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
strain ATCC 13522 16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

137240 Bacteria_16S 3019380 3019430 67 117 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

137240 Bacteria_16S 3022427 3022477 67 L17 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

137240 Bacteria_16S 3234184 3234226 75 il? gi|219846765|ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

137240 Bacteria_16S 3303946 3303984 79 117 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
Firmicutes; Bacillales; Salinicoccus. 

137240 Bacteria_16S 3595149 3595187 79 117 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

137240 Bacteria_16S 3810573 3810679 1 107 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

137240 Bacteria_16S 234124 234157 74 107 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

137240 Bacteria_16S 251216 251249 74 107 gi|265678895|ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

137240 Bacteria_16S 263076 263117 76 117 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

137240 Bacteria_16S 485686 485723 80 117 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

137240 Bacteria_16S 528586 528668 23 107 gi|265678700|ref|NR_029005.1| Enhydrobacter 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

137240 Bacteria_16S 560670 560739 38 107 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

137240 Bacteria_16S 562241 562274 74 107 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

137240 Bacteria_16S 677375 677412 80 117 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

137240 Bacteria_16S 680330 680399 38 107 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
137240 Bacteria_16S 1169721 1169758 80 117 gi|228719827|ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

137240 Bacteria_16S 1233212 1233281 38 107 gi|219878271|ref|NR_025410.1] Bartonella 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 1231844 1233289 Bartonella 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
137240 Bacteria_16S 1486083 1486152 38 107 gi|219857250|ref|NR_024880.1| Mesorhizobium 


tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 


1484704 148617 


9 Mesorhizobium 


tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Mesorhizobium. 
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somal RNA, partial sequence 1648203 1649649 Stell 
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107 gi|219878444|ref|NR_025583.1| Stella vacuolata 
52 Stella vacuolata Bacteria; 
Acetobacteraceae; Stella. 
107 gi|219878443|ref|NR_025582.1| Stella humosa strain 
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Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

137240 Bacteria_16S 1929707 1929760 48 101 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

137240 Bacteria_16S 2076125 2076194 38 107 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

137240 Bacteria_16S 2085378 2085447 38 107 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

137240 Bacteria_16S 2156548 2156589 76 117 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

137240 Bacteria_16S 2297860 2297929 38 107 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

137240 Bacteria_16S 2561065 2561102 80 117 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

137240 Bacteria_16S 3026880 3026948 38 107 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
137240 Bacteria_16S 3132460 3132529 38 107 gi|219846834|ref|NR_026426.1| Mesorhizobium 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3131100 3132536 Mesorhizobium 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

137240 Bacteria_16S 3677207 3677244 80 117 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

137240 Bacteria_16S 3684681 3684750 38 107 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

137240 Bacteria_16S 3842612 3842649 80 117 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

137240 Bacteria_16S 3886914 3886947 74 107 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

137240 Bacteria_16S 3894591 3894660 38 107 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

137240 Bacteria_16S 3951737 3951790 48 101 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

137240 Bacteria_16S 3953293 3953346 48 101 gi| 219846257 |ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

137240 Bacteria_16S 3968221 3968290 38 107 gi|219846247|ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

137240 Bacteria_16S 4086816 4086865 68 117 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

137240 Bacteria_16S 45263 45295 75 107 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

137240 Bacteria_16S 381213 381245 75 107 gi|265678801|ref|NR_029106.1| Lactobacillus 


delbrueckii subsp 


indicus strain NCC725 16S ribosomal RNA, partial sequence 


379741 381255 


Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 
Lactobacillus. 
137240 Bacteria_16S 384213 384261 59 107 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 
137240 Bacteria_16S 415215 415247 75 107 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
137240 Bacteria_16S 416730 416778 59 107 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
137240 Bacteria_16S 432070 432118 59 107 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 
137240 Bacteria_16S 441360 441440 21 101 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
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rhenobacensis str 


1174405 11758 


1445391 14468 


16S ribosomal RNA, partial sequence 1693968 16954 


1695512 16970 


265678756 


Acetobacte 
265678584 
nce 69711 
terales; C 
265678553 


Acetobacte 
265678438 
quence 

iales; Clo 
265678339 
al sequenc 
eria; Rhiz 


265678317 
ence 10881 
nadales; P 
228719312 
ence 11713 
istia; Syn 


228718578 


a. 
219846811 
ence 12588 
occales; D 
228719040 
ence 13648 
les; Brady 
228715764 
uence 

bacteria; 


224581423 


oraxellace 
224581406 
1 sequence 
ria; Pseud 


219857383 
15720 
les; Brady 
219878411 


seudomonad 
219878410 


seudomonad 


1722961 1722993 75 107 gi 
ibosomal RNA, partial sequence 


6 Mesoplasma photuris Bacteria; 
esoplasma. 
ref|NR_029061.1| Roseomonas gilardii 
5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 
ref |NR_028889.1| Brevundimonas 
8 698533 Brevundimonas aurantiaca 
aulobacteraceae; Brevundimonas. 
ref|NR_028857.1| Roseomonas mucosa 
7 Roseomonas mucosa Bacteria; 
raceae; Roseomonas. 
ref|NR_028740.1| Clostridium 

909211 910743 Clostridium 
stridiaceae; Clostridium. 
ref|NR_028641.1| Rhodopseudomonas 
e 1056603 1058087 Rhodopseudomonas 
obiales; Bradyrhizobiaceae; 


ref |NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


ref|NR_027574.1| Kangiella koreensis 
98 Kangiella koreensis DSM 16069 


Deinococcus 

occus radiopugnans ATCC 
einococcus. 

Nitrobacter 

acter hamburgensis X14 
trobacter. 
Methylobacterium 

3 Methylobacterium 
hylobacteriaceae; 


ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref |NR_027539.1 

1396599 139803 
Rhizobiales; Met 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora 


Psychrobacter arenosus 
arenosus Bacteria; 

rs 

Psychrobacter 

0 Psychrobacter 
xellaceae; 


ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rhodopseudomonas. 
ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 


Rhodopseudomonas 
seudomonas faecalis 


219878393 


ref|NR_025532.1| Psychrobacter luti 


1721510 1723000 Psychrobacter luti Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


137240 Bacteria_16S 1724502 1724534 75 107 
strain NF23 16S ribosomal RNA, partial sequence 
Proteobacteria; 
137240 Bacteria_16S 


1838429 1838461 75 107 


intestinalis strain DSM 6629 16S ribosomal RNA, partial 


intestinalis Bacteria; 
137240 Bacteria_16S 

strain DSM 5661 1 
Firmicutes; Lactobacillales; Lactobacillaceae; 
137240 Bacteria_16S 1867393 1867425 85 117 
strain IMSNU 2200 


Firmicutes; Lactobacillales; 
1839989 1840021 75 107 


137240 Bacteria_16S 
chacoense strain 
Bacteria; 
137240 Bacteria_16S 
strain L1/68 16S 
Proteobacteria; 

137240 Bacteria_16S 1944903 1944935 75 
strain TMW 1.666 16S ribosomal RNA, 
Bacteria; Firmicutes; 
137240 Bacteria_16S 

strain ATCC 15257 
Bacteria; 
137240 Bacteria_16S 
strain ATCC 15253 


1890383 1890431 59 107 


1928158 1928190 75 107 
ribosomal RNA, partial sequence 


107 


Lactobacillales; 


2022661 2022709 59 107 


2024150 2024198 59 107 


137240 Bacteria_16S 2108180 2108212 75 107 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, 
illinoisensis Bacteria; Proteobacteria; 
Alkanindiges. 
137240 Bacteria_16S 2419378 2419410 75 107 
strain DSM5578 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 

137240 Bacteria_16S 2420933 2420965 75 107 
strain IH25 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 


137240 Bacteria_16S 2716018 2716050 75 107 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


okhotskensis Bacteria; 
Psychrobacter. 
137240 Bacteria_16S 


Proteobacteria; 


2920906 2921006 1 101 


plecoglossicida strain FPC951 16S ribosomal RNA, partia 


Gammaproteobacteria; Pseudomonadales; Moraxellace 


6S ribosomal RNA, partial sequence 1838512 18400 
Lactobac 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


PR5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


complete sequence 
Lactobacillaceae; Lactobac 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Cau 


complete sequen 
Gammaproteobacteria; 


gi|219878392 
1723051 17245 


219878310 
sequence 
Lactobacillac 
gi| 219878309 


gi 


illus. 
219878290 
18659 


gi 


219878272 
18889 
les; Phyll 
gi| 219878243 
1926697 19282 


gi 


219878232 
19433 


gi 


219878181 
20212 
[es 
219878180 
20227 
lobacter 
219878115 


gi 


gi 


gi 
Pseu 


gi|219857447 
2417916 24194 


gi|219857446 
2419471 24209 


gi|219857178 


Pseud 


219856843 
1 sequence 


gi 


ref|NR_025531.1 
41 Psychrobacter 
ae; 
ref|NR_025449.1 

1836949 183846 
eae; Lactobacil 
ref|NR_025448.1 
21 Lactobacillus 
ref |NR_025429.1 
neae; Micromono 
ref|NR_025411.1 


obacteriaceae; 
ref |NR_025382.1 


aceae; 
ref|NR_025371.1 


illu 
ref 


Ss. 
NR_025320.1 


aulobacteraceae 
ref|NR_025319.1 


aceae; 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; 


ref|NR_025035.1 


ref |NR_025034.1 


ref|NR_024806.1 
2714566 271605 
omonadales; Mora 


ref|NR_024662.1 
2919511 292100 


35 1867442 Asanoa 
sporaceae; 


Psychrobacter fozii 
fozii Bacteria; 


Psychrobacter. 


Lactobacillus 
1 Lactobacillus 


lus. 


Lactobacillus hamsteri 
hamsteri Bacteria; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
Asanoa. 
Mesorhizobium 


88 1890453 Mesorhizobium chacoense 
Mesorhizobium. 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 
Ignatzschineria. 


Lactobacillus frumenti 


98 1944958 Lactobacillus frumenti 


Caulobacter fusiformis 


81 2022719 Caulobacter fusiformis 
, 


Caulobacter. 
Caulobacter henricii 


70 2024208 Caulobacter henricii Bacteria; 
Caulobacter. 


Alkanindiges 
9 Alkanindiges 


Moraxellaceae; 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Pseudomonas 
8 Pseudomonas 


plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

137240 Bacteria_16S 2995113 2995161 59 107 gi|219846927|ref|NR_026519.1| Agrobacterium 
larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 2993732 2995168 Agrobacterium 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

137240 Bacteria_16S 3020911 3020955 73 117 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

137240 Bacteria_16S 3052885 3052925 77 117 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

137240 Bacteria_16S 3117565 3117617 52 104 gi| 219846844 |ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 

137240 Bacteria_16S 3171959 3172007 69 117 gi|219846807|ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

137240 Bacteria_16S 3217538 3217576 79 ity gi|219846776|ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

137240 Bacteria_16S 3826004 3826068 1 65 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 

137240 Bacteria_16S 3851643 3851679 79 115 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 


cellulosolvens ATCC 35603 Bacteria; 
Ruminococcaceae. 


Firmicutes; 


Clostridia; 


Clostridiales; 


Rumino 


coccaceae; unclassified 


137240 Bacteria_1 
strain SW-154 16S 
G 
137240 Bacteria_1 
strain YJS 16S ri 
Tenericutes; Moll 
137240 Bacteria_1 
asaccharolytica s 
asaccharolytica B 


Proteobacteria; 


Sphingomonas. 


137240 Bacteria_1 
strain W6 16S rib 
Clost 
137240 Bacteria_1 


Firmicutes; 


strain V 5-2 16S 


6S 4018539 4018571 75 107 
ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 
6S 4119797 4119881 23 107 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
6S 68094 68125 76 107 gi 
train Y-345 16S ribosomal RNA, partial 


gi 


gi 


6S 151528 151559 85 

osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
6S 154636 154671 79 114 gi 
ribosomal RNA, partial sequence 


116 gi 


acteria; Proteobacteria; Alphaproteoba 


sequenc 
cteria; 


219846211 
4017086 40185 


219846138 
4118405 41199 
Entomoplasmataceae; M 
265679019 


265678962 
150066 15156 
Clostridiu 
265678960 
153188 15467 


ref |NR_025801.1 


ref|NR_025728.1 
esoplasma. 
ref |NR_029327.1 

66694 68135 
hingomonadales; 


e 
Sp 


ref |NR_029270.1 
6 Clostridium 1 
m. 


ref|NR_029268.1 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Clostridium litorale 
itorale Bacteria; 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

137240 Bacteria_16S 180450 180512 1 63 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

137240 Bacteria_16S 358563 358594 76 107 gi|265678816|ref|NR_029121.1| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

137240 Bacteria_16S 364636 364667 76 107 gi|265678812|ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
137240 Bacteria_16S 373570 373601 76 107 gi|265678806|ref|NR_029111.1]| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

137240 Bacteria_16S 435241 435276 69 104 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 


strain TF-27 16S 
Proteobacteria; 


vestfoldensis Bac 
Loktanella. 


137240 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


137240 Bacteria_16S 


thermohalophila s 
thermohalophila B 


137240 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


137240 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; 


Gammaproteobacter 


G 
137240 Bacteria_16S 
vestfoldensis str 


G 
137240 Bacteria_16S 
40M4T 16S ribosomal RNA, 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
504260 504291 76 107 gi 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


537750 537781 76 

osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
592296 592339 74 117 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
593829 593860 76 107 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
616678 616713 69 104 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
645655 645690 69 104 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


107 gi 


gi 


433793 43528 


536318 53780 


Sphingomonadales; 


615203 61674 


onaceae; 


265678621 
644174 645732 Vibri 


9 Shewanella ga 


2 Caminibacter 


4 Vibrio agariv 
ibrio. 
ref |NR_028926.1 
o lentus Bacter 


Vv 


i 


etbuli Bacteria; 


hewanellaceae; Shewanella. 
265678716|ref|NR_029021.1]| Loktanella 

sequence 502862 504310 Loktanella 

eria; Rhodobacterales; Rhodobacteraceae; 
265678694 |ref|NR_028999.1| Caminibacter profundus 


profundus Bacteria; 


tiliaceae; Caminibacter. 

265678658 |ref|NR_028963.1| Anaerophaga 
sequence 590846 592357 Anaerophaga 

acteroidales; Marinilabiaceae; Anaerophaga. 
265678657 |ref|NR_028962.1| Novosphingobium 

ce 592408 593892 Novosphingobium hassiacum 

Sphingomonadaceae; Novosphingobium. 

265678641|ref|NR_028946.1| Vibrio agarivorans 


orans Bacteria; 


Vibrio lentus strain 
a; Proteobacteria; 


137240 Bacteria_16S 668207 668238 76 107 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
137240 Bacteria_16S 768855 768886 76 107 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

137240 Bacteria_16S 798097 798136 79 117 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

137240 Bacteria_16S 843891 843922 76 107 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

137240 Bacteria_16S 866637 866668 76 107 gi|265678468|ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

137240 Bacteria_16S 872720 872751 76 107 gi|265678464|ref|NR_028767.1| Gluconacetobacter 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 


871314 872760 Gluconacetobacter 


azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter 


137240 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
137240 Bacteria_16S 


strain DSS-3 16S 


Bacteria; 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
137240 Bacteria_16S 
strain Y 16S ribo 
Alphaproteobacter 
137240 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


137240 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


137240 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; 


gryphiswaldense s 


gryphiswaldense M 


Magnetospirillum. 


137240 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; 


diazotrophicus st 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter 


137240 Bacteria_16S 


bermudensis HTCC2 


HTCC2503 Bacteria 
137240 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
137240 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


137240 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


137240 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


137240 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


137240 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


137240 Bacteria_16S 


strain CM243 16S 


CAIM 629 16S ribo 
Gammaproteobacter 


137240 Bacteria_16S 


G 
137240 Bacteria_16S 


G 
137240 Bacteria_16S 


909119 909150 76 107 

S ribosomal RNA, partial sequence 
Sphingomonadales; 
930774 930805 76 107 gi 
ribosomal RNA, partial sequence 


gi 


1062617 1062648 86 117 gi 

758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1078929 1078960 76 107 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1084906 1084937 76 107 gi 


Sphingomonadales; Sphingomonadacea 

1142499 1142530 76 107 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


ia; 


1144019 1144050 76 107 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1228630 1228709 25 104 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1340578 1340609 76 107 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


gi 


1343733 1343768 69 104 gi 
ammaproteobacteria; Alteromonadales; F 
1354359 1354390 76 107 gi 


rain PAl 5 16S ribosomal RNA, partial 


1391936 1391967 76 107 gi 
503 16S ribosomal RNA, partial sequenc 
; Proteobacteria; Alphaproteobacteria; 
1401002 1401033 76 107 gi 
RNA, partial sequence 
Sphingomonadales; 

1408432 1408463 76 107 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1445281 1445312 76 107 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


1567388 1567431 74 117 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1568924 1568967 74 117 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1613170 1613201 76 107 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


gi 


Leptot 
gi 


Leptot 


1616200 1616231 76 107 
ribosomal RNA, partial sequence 


gi 


1658784 1658819 69 104 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


907717 90916 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
137240 Bacteria_16S 
japonensis strain 
Bactero 
137240 Bacteria_16S 


somal RNA, partial sequence 1083512 1084952 Sphin 


1227244 12287 


somal RNA, partial sequence 1342254 1343799 Ferri 


1399580 1401060 Sphin 


1565947 15674 


1567482 15689 


1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
137240 Bacteria_16S 
somal RNA, partial sequence 1657325 1658829 Vibri 


265678439 


Erythrobac 
265678425 


hodobacter 
265678336 
ce 10611 
iales; Chi 
265678324 

10775 
Sphingomon 
265678320 


e; Sphingo 
253680762 
quence 
eria; Sphi 
253680761 
quence 

ria; Rhodo 


219878281 


seudomonad 
228721340 
sequence 
oteobacter 


228721107 


errimonada 
228720330 

sequence 

teobacteri 


228716336 
e 13905 
Parvularc 
228715353 


Sphingomon 
219846657 
artial seq 
acteria; S 


224581424 
sequence 
teria; Rho 


219846058 


richia. 
219846057 


richia. 

219878468 
1 sequence 
ria; Rhodo 


219878466 


aulobacter 
219878436 


1692246 1692325 25 104 gi 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028727.1 


aceae; Ruegeria. 
ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref|NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028010.1 

1141076 114255 
ngomonadales; Sp 


ref|NR_028009.1 
1142608 114408 
bacterales; Rhod 


ref |NR_025420.1 


aceae; Cellvibri 
NR_027605.1 
1339181 134062 
ia; Rhodospirill 
ref 
mona 


NR_027602.1 
s balearica 
ceae; Ferrimona 
ref|NR_027591.1 

1352934 135441 
a; Rhodospirilla 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref|NR_026249.1 
uence 140703 


phingomonadales; 


ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


ref |NR_025648.1 


ref |NR_025647.1 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 
ref|NR_025605.1 
acea 


ref 
o fo 


e; Woodshole 
NR_025575.1 
rtis Bacteri 


219878413 


ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Cellvibrio. 


ref|NR_025552.1 
1690867 169233 


Ss. 
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137240 Bacteria_16S 1700057 1700092 69 104 gi| 219878408 |ref|NR_025547.1 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

137240 Bacteria_16S 1712220 1712251 76 107 gi|219878400|ref|NR_025539.1 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 17122 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanell 
137240 Bacteria_16S 1750322 1750353 76 107 gi|219878374|ref|NR_025513.1 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
137240 Bacteria_16S 1751814 1751845 76 107 gi|219878373|ref|NR_025512.1 
strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
137240 Bacteria_16S 1769978 1770009 76 107 gi| 219878358 |ref|NR_025497.1 
strain 525 16S ribosomal RNA, partial sequence 1768558 17700 

Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 
137240 Bacteria_16S 1794071 1794106 69 104 gi|219878340|ref|NR_025479.1 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

137240 Bacteria_16S 1797110 1797145 69 104 gi| 219878338 |ref|NR_025477.1 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 17971 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

137240 Bacteria_16S 1829219 1829250 76 107 gi|219878317|ref|NR_025456.1 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 182926 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hypho 
137240 Bacteria_16S 1846126 1846157 76 107 gi| 219878305 |ref|NR_025444.1 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 18461 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis 
137240 Bacteria_16S 1847667 1847702 69 104 gi|219878304|ref|NR_025443.1 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 184771 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; S 
Shewanella. 

137240 Bacteria_16S 1956975 1957006 76 107 gi|219878224|ref|NR_025363.1 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 19570 

Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
137240 Bacteria_16S 2013807 2013854 60 107 gi| 219878187 |ref|NR_025326.1 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 201386 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyph 
137240 Bacteria_16S 2016775 2016806 76 107 gi| 219878185 |ref|NR_025324.1 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulob 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

137240 Bacteria_16S 2018245 2018276 76 107 gi| 219878184 |ref|NR_025323.1 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 20182 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis 
137240 Bacteria_16S 2019717 2019748 76 107 gi| 219878183 |ref|NR_025322.1 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 20197 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricauli 
137240 Bacteria_16S 2021189 2021220 76 107 gi| 219878182 |ref|NR_025321.1 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 202123 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
Maricaulis. 

137240 Bacteria_16S 2092957 2092992 69 104 gi| 219878128 |ref|NR_025267.1 
strain 63 16S ribosomal RNA, partial sequence 2091488 20930 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
137240 Bacteria_16S 2103716 2103759 74 117 gi|219878118|ref|NR_025257.1 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobia 
137240 Bacteria_16S 2114234 2114265 76 107 gi| 219857659 |ref|NR_025248.1 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 211429 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales 
Novosphingobium. 

137240 Bacteria_16S 2118841 2118872 76 107 gi|219857656|ref|NR_025245.1 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
137240 Bacteria_16S 2153565 2153596 76 107 gi|219857633|ref|NR_025222.1 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 215360 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Albidovulum. 

137240 Bacteria_16S 2159559 2159590 76 107 gi|219857629|ref|NR_025218.1 
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137240 Bacteria_16S 3198038 3198069 76 107 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 
137240 Bacteria_16S 3199518 3199549 76 107 gi|219846789|ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 
137240 Bacteria_16S 3209970 3210001 76 107 gi|219846782|ref|NR_026374.1| Sphingomonas mali 
strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

137240 Bacteria_16S 3211462 3211493 76 107 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

137240 Bacteria_16S 3235710 3235753 74 117 gi|219846764|ref|NR_026356.1| Thermosyntropha 
lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 

137240 Bacteria_16S 3264339 3264370 76 107 gi|219846745|ref|NR_026337.1| Pedomicrobium 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
137240 Bacteria_16S 3419308 3419339 76 107 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 
137240 Bacteria_16S 3554075 3554106 76 107 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
137240 Bacteria_16S 3555608 3555639 76 107 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
137240 Bacteria_16S 3570733 3570764 76 107 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 
137240 Bacteria_16S 3575279 3575310 76 107 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

137240 Bacteria_16S 3592089 3592120 76 107 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 
137240 Bacteria_16S 3782026 3782057 76 107 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 
137240 Bacteria_16S 3966745 3966776 76 107 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 
137240 Bacteria_16S 3996044 3996075 76 107 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

137240 Bacteria_16S 3997538 3997569 76 107 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 
137240 Bacteria_16S 3999028 3999059 76 107 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 
137240 Bacteria_16S 4001954 4001985 76 107 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 
137240 Bacteria_16S 4036909 4036940 76 107 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
137240 Bacteria_16S 4047462 4047497 69 104 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
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Clostridia; 


104 


4103238 4104753 Vibri 


107 


107 


107 


bosomal RNA, partial sequence 
ridia; 
137240 Bacteria_16S 


107 


107 


103 


485792 487320 Vibrio ponticus Bacteria; 


107 


104 


gi 


gi 


gi 


gi 


Clostridiaceae; 


gi 


219846150 


219846102 


6S ribosomal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
137240 Bacteria_16S 


Rhodobacterales; 


ref|NR_025740.1 


ref |NR_025692.1 


166170 41675 


rs 


o gallicus Bacteria; 


9 
Rhodobacteraceae; 


Vibrio gallicus strain 
Proteobacteria; 


Sulfitobacter 
8 Sulfitobacter 


219846101|ref|NR_025691.1| Sulfitobacter dubius 
78 Sulfitobacter dubius Bacteria; 
hodobacteraceae; Sulfitobacter. 
265678941|ref|NR_029249.1| Clostridium irregulare 
182124 183612 Clostridium irregulare Bacteria; 

Clostridium. 
265678930|ref|NR_029238.1| Pelobacter 

198985 200521 Pelobacter 


gi 


train B316 16S ribosomal RNA, complete 
Clostridia; 


in WoAcyl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


265678879 
sequence 


Clostridiales; 


gi 


gi 


gi 


265678727 


265678706 


» kayaii strain 1121 16S ribosomal RNA, complete 
luminescens subsp. 
Enterobacteriaceae; 
137240 Bacteria_16S 
in C21 16S ribosomal RNA, 


265678511 


complete sequence 


117 


107 


117 


117 


complete sequence 


Clostridiales; 


gi 


YC300 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


gi 


1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; My 


gi 


2261 16S ribosomal RNA, partial sequence 
Synergistales; 


gi 


1366379 13679 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


137240 Bacteria_16S 


1689191 1689229 79 


117 


strain 6AG 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


strain Cm al3 16S 
Proteobacteria; 


lales; 
137240 Bacteria_16S 


Bacillaceae; 
1982921 1982951 77 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 
137240 Bacteria_16S 


1984506 1984536 77 


Bacillus. 


107 


107 


gi 


1687712 16892 


gi 


1981436 19829 


Pae 


265678445 


228716127 


228715386 


228718799 


219878415 


219878207 


Sorangiineae; 


gi 


219878206 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 


lanuginosus Bacteria; 


Chondromyces. 


137240 Bacteria_16S 


apiculatus strain 


apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; 


Chondromyces. 


137240 Bacteria_16S 


ferrugineus Bacteria; 


Cystobacteraceae; 


137240 Bacteria_16S 


Myxococcales; Sorangiin 
1987658 1987688 77 107 gi|219878204|ref|NR_025343.1 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 198770 
Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobac 
Cystobacter. 
2176363 2176393 77 107 gi|219857616|ref|NR_025205.1 
S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter 


strain YKJ-103 16 
Proteobacteria; 


Proteobacteria; 


1986090 1986120 77 


107 


Deltaproteobacteria; 


gi 


219878205 


Cm al4 16S ribosomal RNA, partial sequence 


2338609 2338647 79 


117 


strain BG29 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


137240 Bacteria_16S 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; 


Clostridiales; 
2452701 2452743 75 


117 


gi 


2337153 23386 
Heliobacteriaceae; 


gi 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
137240 Bacteria_16S 


219857503 


219857418 


Desul 


89842 
nibacillus. 


11198 
xococcales; 


12000 
Synergistaceae; 


Myxococcales; 


furomonadales; 


ref|NR_029185.1 

270671 272189 
Lachnospiraceae; 
ref |NR_029032.1 


ref|NR_029011.1 
sequence 517982 


ref|NR_028814.1 
801287 802838 


Clostridiales Family XVII. 


ref|NR_028747.1 


ref|NR_027547.1 


ref|NR_027531.1 


ref|NR_027576.1 
26 Chlamydophila 


ref|NR_025554.1 


ref |NR_025346.1 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
Sorangii 


ref |NR_025344.1 
1984609 198614 


Psychrobacte 


ref |NR_025091.1 


ref|NR_025006.1 


Pelobacteraceae; 


Clostridium 
Clostridium 
Butyrivibrio. 

Vibrio ponticus strain 
Proteobacteria; 


Photorhabdus 
519496 Photorhabdus 


Enterobacteriales; 


Thermaerobacter 
Thermaerobacter 
Incertae Sedis; 


Paenibacillus 


7 899962 Paenibacillus koreensis 


Anaeromyxobacter 


56 1121404 Anaeromyxobacter dehalogenans 
Cystobacterineae; 


Myxococcaceae; 


Aminobacterium 


61 1201579 Aminobacterium colombiense DSM 
Aminobacterium. 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Chondromyces robustus 


73 Chondromyces robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 

Tis 

Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 
Heliobacterium. 


Seinonella 


2451243 245274 
Seinonella 


3 Seinonella 


137240 Bacteria_ 


pneumoniae strain 
pneumoniae Bacter 


137240 Bacteria_ 


thermoruber strai 


Bacteria; 
137240 Bacteria_ 


amylolytica strai 
amylolytica Bacteria; 


Succinimonas. 


137240 Bacteria_16S 
strain ORS 992 16 


Firmicutes; 


16S 2983003 2983045 75 


16S 3002905 3002943 79 


Bacillales; 
16S 3058994 3059036 23 
Proteobacteria; 


3076869 3076915 59 


3122101 3122139 79 


117 


117 


65 


105 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
137240 Bacteria_16S 


LL 


gi 


gi 


n BT2 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


gi 


n DSM 2873 16S ribosomal RNA, partial 
Gammaproteobacteria; 


gi 


219846935 


TW-183 16S ribosomal RNA, partial sequence 
ia; Chlamydiae; Chlamydiales; Chlamydiaceae; 


Chl 
219846922 
30014 


219846883 
sequence 


Aeromo 


219846871 


3075492 30769 


gi 


219846841 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 


oxalivorans Bacteria; 
137240 Bacteria_16S 
oxalaticus strain 


Bacteria; 


Firmicutes; 
137240 Bacteria_16S 

DSM 11303 16S ribosomal 
Deinococcus-Thermus; 
137240 Bacteria_16S 
radiophilus strain DSM 2 


Firmicutes; 
3123648 3123686 79 
RAOx1 
Bacillales; 
3147542 3147584 75 


Deinococci; 
3167416 3167458 75 


radiophilus Bacteria; Deinococcus-Thermus; 


137240 Bacteria_16S 
radiodurans strain DSM 2 
radiodurans Bacteria; 
137240 Bacteria_16S 
proteolyticus str 
proteolyticus Bacteria; 
137240 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; 


strain McClung 20 
Bacteria; 


Lactobacillales; 
137240 Bacteria_16S 
argentinense stra 
argentinense Bacteria; 
137240 Bacteria_16S 


Firmicutes; 
137240 Bacteria_16S 


3168932 3168974 75 


Deinococcus-Thermus; 
3170448 3170490 75 


3307066 3307096 75 


208244 208277 74 


Firmicutes; 
209799 209832 74 


Clostridia; 
284300 284329 77 


vibrioformis strain B54 16S ribosomal RNA, 


vibrioformis Bacteria; 


Desulfobacter. 


137240 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; 


strain Illinois 1 


Thermotogales; 
137240 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


Proteobacteria; 


305532 305569 80 
ribosomal RNA, 


307076 307109 74 


Bacillales; 


RNA, partial sequence 
Deinococcales; 


0551 16S ribosomal 


0539 16S ribosomal 


Clostridia; 


117 


217 


il? 


RNA, partial 


Paenibacillaceae; 


gi 


gi 


219846840 


16S ribosomal RNA, partial sequence 31221 
Paenibacillaceae; Aneurinibacil 


219846824 


3146120 31475 


Deinococcaceae; 


gi 


Deinococci; 


Ap 


RNA, partial 


gi 


Deinococci; 


ELT 


105 


107 


107 


106 


gi 


ain DSM 20540 16S ribosomal RNA, partial 


Deinococcus-Thermus; Deinococci; 


gi 


gi 


gi 


04 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


D 
219846810 
sequence 


219846809 
sequence 


219846808 
sequenc 
Deinococ 
219846717 


6S ribosomal RNA, partial sequence 3305595 33071 


Lactobacillaceae; Lactobacillus. 


265678924 


in ATCC 27322 16S ribosomal RNA, partial sequenc 
Clostridiales; 


Clo 
265678923 
20835 


Clostridiaceae; 


265678871 


complete sequence 


117 


complete sequence 


Thermotogaceae; Thermotoga. 


107 


Deltaproteobacteria; 


gi 


Desul 


265678857 


304028 30558 


gi 


265678856 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 


137240 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; 
Proteobacteria; 


strain Pull 5.3 1 
Proteobacteria; 


strain ATCC 33433 
Proteobacteria; 


137240 Bacteria_16S 
DSM 6810 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


137240 Bacteria_16S 


G 


G 
137240 Bacteria_16S 


G 


771947 771976 75 


788912 788941 75 


791991 792040 52 


6S ribosomal RNA, 


1004781 1004810 75 


1681630 1681671 76 


2117348 2117377 75 


2164108 2164141 74 


104 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
137240 Bacteria_16S 
strain M39 16S ri 
G 


104 


bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
137240 Bacteria_16S 


101 


gi 


265678532 


770475 77198 


gi 


265678520 


787469 78896 


gi 


16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
137240 Bacteria_16S 
mediatlanticus st 
mediatlanticus Bacteria; 


ciricketts 
265678518 


complete sequence 790537 79204 
ammaproteobacteria; Alteromonadales; Psychromona 


rain TR 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


104 gi| 265678375 
10033 

Enterobac 

117 gi|219878421 
Deinococci; Thermal 
104 gi|219857657 


107 


gi 


Alteromo 


Deinococcales; 


Deinococcales; 


ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026514.1 


ref|NR_026475.1 
3057592 305905 
nadales; 


ref|NR_026463.1 


ref|NR_026433.1 
3120644 312214 


Aneurinibacillus 


ref|NR_026432.1 


lus 
ref 


group; 
NR_026416.1 


einococcus. 
ref |NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
Deinococcac 
ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref|NR_026309.1 
06 Lactobacillus 


w 


ref 


w 


ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref|NR_029177.1 

282818 284333 
fobacterales; De 


ref|NR_029163.1 


ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_028836.1 


aceae; Cellvibri 
ref|NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref |NR_028821.1 
3 Psychromonas 
daceae; 
ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref|NR_025560.1 

1680196 168167 
es; Thermaceae; 
ref |NR_025246.1 

2115900 211739 
nadales; 


219857626 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


ref|NR_025215.1 
2162629 216416 


Chlamydophila 
5 Chlamydophila 


Brevibacillus 


33 3002946 Brevibacillus thermoruber 
Brevibacillus. 


Succinimonas 
3 Succinimonas 


Succinivibrionaceae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 
Ammoniphilus 


91 3123687 Ammoniphilus oxalaticus 
Ammoniphilus. 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Deinococcus 
5 Deinococcus 
eae; Deinococcus. 
Deinococcus 
1 Deinococcus 
eae; Deinococcus. 
Deinococcus 
7 Deinococcus 
aceae; Deinococcus. 
Lactobacillus oris 
oris Bacteria; 


Clostridium 
Clostridium 
stridium. 
Clostridium sporogenes 
idium sporogenes 


Desulfobacter 
Desulfobacter 


sulfobacteraceae; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Neorickettsia risticii 
risticii Bacteria; 

a. 

Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Psychromonas arctica 


arctica Bacteria; 
Psychromonas. 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Vulcanithermus 

6 Vulcanithermus 
Vulcanithermus. 
Microbulbifer 

0 Microbulbifer 


Alteromonadaceae; 


Desulfovibrio 
3 Desulfovibrio 


137240 Bacteria_16S 
flavipulchra stra 


flavipulchra Bacteria; 


Pseudoalteromonas. 
137240 Bacteria_16S 
quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 
137240 Bacteria_16S 
strain AML-C10 16 
Proteobacteria; 
137240 Bacteria_16S 
peptidivorans str 
peptidivorans Bac 
137240 Bacteria_16S 
psychrophilus str 
psychrophilus Bac 
Methylobacter. 
137240 Bacteria_16S 


aminophilus strain ALA-3 16S ribosomal RNA, partial seque 
Deltaproteobacter 


aminophilus Bacte 
Desulfovibrio. 
137240 Bacteria_16S 


ria; 


mediterranea strain MMB1 16S ribosomal RNA, 
mediterranea MMB-1 Bacteria; 


137240 Bacteria_16S 


haemolyticum strain ATCC9650 16S ribosomal RNA, partial 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridia 


137240 Bacteria_16S 
strain NZ35 16S r 
Firmicutes; Clost 
137240 Bacteria_16S 
africanus strain 
africanus Bacteri 
Desulfovibrio. 
137240 Bacteria_16S 
sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 
137240 Bacteria_16S 
spinosum strain D 
spinosum Bacteria; 
Verrucomicrobium. 
137240 Bacteria_16S 
homopropionicum s 
homopropionicum B 
137240 Bacteria_16S 
strain IndiB4 16S 
Firmicutes; Clost 
137240 Bacteria_16S 
thermopalmarium s 
thermopalmarium B 
137240 Bacteria_16S 
strain RT4. Bl 16 
Firmicutes; Clost 
137240 Bacteria_16S 


acteria; 


acteria; 


S ribosomal RNA, 
ridia; 


2291909 2291938 75 
Proteobacteria; 
2413157 2413186 75 

Proteobacteria; 


2414721 2414750 75 


2435900 2435929 79 


Firmicutes; 
2440462 2440491 75 


ain Z-0021 16S ribosomal RNA, 
teria; 


Proteobacteria; 
2574899 2574932 74 
Proteobacteria; 


2587165 2587194 75 


2794088 2794121 74 


3241794 3241827 74 


Clostridiales; 
3243344 3243377 74 


3300840 3300869 75 
Proteobacteria; 


3364938 3364971 74 


3530948 3530981 74 


Firmicutes; 
3552543 3552576 74 


Clostridiales; 
3584322 3584355 74 


Firmicutes; 
3880657 3880690 74 


Clostridiales; 
3935662 3935695 74 


Proteobacteria; 


104 


104 


Gammaproteobacter 


104 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococc 


Gammaproteobacter 


107 


104 


107 


107 


ibosomal RNA, partial sequence 
ridia; 


107 


104 


ence 
Gammaproteobacteria; Thiotric 
107 gi|219846674|ref 


107 


107 


ribosomal RNA, partial sequence 
ridia; 


107 


107 


107 


strain Karp 16S ribosomal RNA, partial sequence 


137240 Bacteria_16S 
strain IAM 13153 


137240 Bacteria_16S 
maritimus strain 
Bacteria; Proteob 
137240 Bacteria_16S 
cyanea strain NA1 


Saccharomonospora. 
137240 Bacteria_16S 


azurea strain NA128 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Saccharomonospora. 


16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


3976966 3977011 59 


4057876 4057905 75 


1451 1483 85 


2992 3024 85 


104 


104 


117 


117 


gi 


in NCIMB2033 16S ribosomal RNA, partia 
Gammaproteobacte 


gi 


ain AML-D4 16S ribosomal RNA, partial 
teria; 


gi 
24 


ain TMC4 16S ribosomal RNA, partial sequ 
teria; 


gi 


gi 


complete sequence 
Gammaproteob 


gi 


gi 
32 


Clostridiaceae; 


gi 


DSM 2603 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


gi 


ain RB-1 16S ribosomal RNA, partial sequ 
teria; 


SM 4136 16S ribosomal RNA, partial sequence 
Verrucomicrobia; Verrucomicrobiae; Ver 


gi 


train DSM 5847 16S ribosomal RNA, part 
Clostridia; 


gi 


gi 


train BVP 16S ribosomal RNA, partial s 
Clostridia; 


gi 


complete sequence 3879197 38807 
Clostridiaceae; 


gi 


3934247 39357 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


gi 


complete sequence 


gi 


TF-17 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; 


gi 


34 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Clost 


3551089 35526 
Clostridiaceae; 


Clost 


219857538 
1 sequence 
ria; 


ref 


219857452 
sequence 


ref 


219857451 
13261 24147 


ref 


219857285 |ref 
nce 
ia; Desulf 
219857277 |ref 
acteria; 
219857121 
sequence 
les; Clo 
219846760 
40430 32418 
Thermobrac 
219846759 


ref 


ref 


ref 


219846721|ref 


219846556 
ial sequen 
ridiales; 
219846542 


ref 


ref 


Caloramato 
219846520 
equence 
ridiales; 
219846309 


Yr. 


ref 


Caloramato 
219846270 


ry 
ref 


kettsiaceae; 
219846241|ref 
39756 
llaceae; 
219846182 

40564 


ref 


265679063 
1 


ref 


265679062 
1539 


ref 


2290487 22919 


Alteromon Pseudoalteromonadaceae; 


2411699 24132 


ia; Methyloc Methylococcaceae; 


ia; Methyloc 


ovib 
2585691 25872 
Oce 


2792664 27941 
stri 


3241884 32433 
Desulfovibri 


3299393 33008 


3363492 33649 
rucomicrobia 


ce 3529546 35310 
Clos 


3582883 35843 
Clos 


1489 


Pseudonocardineae; 


NR_025126.1 
adales; 
NR_025040.1 
occales; 


NR_025039.1 


occales; 


NR_024916.1 


2573428 257495 
De 


rionales; 
NR_024908.1 


anospirilla 
NR_024749.1 


diaceae; Cl 
NR_026352.1 


NR_026351.1 


onales; Des 


NR_026313.1 


hales; Pisc 
NR_026266.1 
8 
les; Verruc 
NR_026148.1 
0 
tridiaceae; 
NR_026134.1 


NR_026112.1 
8 
tridiaceae; 
NR_025899.1 


NR_025860.1 


ickettsieae; 
NR_025831.1 


07 3977021 Mycopl 
Mycop 


lana. 
NR_025772.1 


29 4057918 Microb 
Alter 


omonadaceae; 
NR_029371.1 

Saccha 
P 


3029 


6 


1 


2 
1 


2 
° 


9 
u 


7 
a 


fo} 


Pseudoalteromonas 
9 Pseudoalteromonas 


Methylosarcina 
0 Methylosarcina 


aceae; Methylosarcina. 
108 gi|219857431|ref|NR_025019.1| Clostridium 
ence 2434473 2435953 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
104 gi|219857428|ref|NR_025016.1| Methylobacter 
complete sequence 2438995 2440521 Methylobacter 


Methylococcaceae; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Clostridium 
8 Clostridium 
stridium. 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Clostridium 
6 Clostridium 
Clostridium. 


Clostridium 
5 Clostridium 
Clostridium. 


Orientia. 
Mycoplana bullata 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


NR_029370.1 
Saccha 
P 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 


Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
hium. 


Caloramator indicus 
03 Caloramator indicus Bacteria; 


Caloramator fervidus 
15 Caloramator fervidus Bacteria; 


Orientia tsutsugamushi 
05 Orientia tsutsugamushi Bacteria; 


R 


ana bullata Bacteria; 


137240 Bacteria_16S 
longreachensis st 


longreachensis Ba 
Desulfovibrio. 


137240 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


137240 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


137240 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


137240 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


137240 Bacteria_16S 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


137240 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


137240 Bacteria_16S 


vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 


137240 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


137240 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


137240 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


137240 Bacteria_16S 


collagenovorans s 
collagenovorans B 


137240 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


137240 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


137240 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


137240 Bacteria_16S 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


137240 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


137240 Bacteria_16S 


actinomycetemcomi 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


137240 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


137240 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


asymbiotica subsp 


Enterobacteriales 


11804 11832 79 107 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
rain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

19519 19559 77 117 gi|265679051|ref|NR_029359.1| Hymenobacter 
train AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 

30252 30284 75 107 gi|265679044|ref|NR_029352.1| Lactobacillus 
in LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

48285 48317 69 101 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
n Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
acteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

51374 51402 79 107 gi|265679030|ref|NR_029338.1| Desulfovibrio 

All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

72633 72665 85 117 gi|265679016|ref|NR_029324.1| Pseudonocardia 
ain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Pseudonocardia. 

74196 74228 85 117 gi|265679015|ref|NR_029323.1| Pseudonocardia 
train 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Pseudonocardia. 

116678 116710 85 del} gi|265678985|ref|NR_029293.1| Mycobacterium 
n PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

125811 125839 79 107 gi|265678979|ref|NR_029287.1| Nitrospira 
in NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
eria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

166942 166970 79 107 gi|265678952|ref|NR_029260.1| Clostridium tetani 
6S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

182018 182046 79 107 gi|265678942|ref|NR_029250.1| Clostridium 
ain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

188243 188271 79 107 gi|265678938|ref|NR_029246.1| Clostridium 
train SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

198832 198860 79 107 gi|265678931|ref|NR_029239.1| Clostridium 
ain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

211355 211383 79 107 gi| 265678922 |ref|NR_029230.1| Clostridium 
in McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

212913 212941 79 107 gi|265678921|ref|NR_029229.1| Clostridium baratii 
S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

243589 243621 85 117 gi|265678900|ref|NR_029208.1| Mycobacterium 
ain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

282702 282746 75 117 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 

ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

293420 293484 1 65 gi|265678865|ref|NR_029171.1| Aggregatibacter 
tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


asteurellaceae; Aggregatibacter. 
382714 382742 76 104 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 
401152 401184 75 


107 gi 


; Enterobacteriaceae; Photorhabdus. 


265678800 
sequence 
cteria; 


265678788 


137240 Bacteria_16S 


404250 404282 85 117 gi 


265678786 


hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


Rh 


ref 


izob 


ref 
rtia 


381306 38275 


NR_029105.1 
6 
iales; Phyll 
NR_029093.1 
1 sequence 


ref 


Proteobacteria; Gammaproteobacteria; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


NR_029091.1| Streptomyces 
402781 404300 Streptomyces 
Streptomycineae; 


137240 Bacteria_16S 410405 410437 85 117 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

137240 Bacteria_16S 412015 412043 79 107 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

137240 Bacteria_16S 436806 436838 85 ia gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 


putterlickiae Bacteria; Actinobacteria; Actinobacterida 
Kitasatospora. 


Streptomycetaceae; 
137240 Bacteria_16S 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 


438386 438418 85 


Pseudonocardiaceae; Amycolatopsis. 


137240 Bacteria_16S 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
137240 Bacteria_16S 
boenickei strain 


Mycobacterium. 
137240 Bacteria_16S 
luminescens subsp. 


479537 479569 85 


481084 481116 85 


517884 517916 75 


117 


oh 


117 


107 


gi 


gi 


gi 


W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


thracensis strain 39-8 16S ribosomal 


265678763 


265678732 
Actinomyc 


265678731 
47962 


e; Actinomycetales; 


e; Actinomycetales; 


Cory 
265678707|ref|NR_029012.1 
RNA, complete sequence 


ref|NR_029068.1 


436922 


ref|NR_029037.1 
478074 479572 
etales; 


ref |NR_029036.1 
3 481120 Mycoba 


Streptomycineae; 


Amycolatopsis 
438427 Amycolatopsis 


Pseudonocardineae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 
cterium boenickei 


nebacterineae; Mycobacteriaceae; 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 
137240 Bacteria_16S 


IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


137240 Bacteria_16S 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequenc 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
137240 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; 
137240 Bacteria_16S 


glaucum strain IMMIB R-5091 16S ribosomal RNA, 


glaucum Bacteria; 


Enterobacteriaceae; 


Sphingobacteria; 


545369 545401 85 


554576 554608 85 


571377 571417 77 


580241 580273 85 


Corynebacteriaceae; Corynebacterium. 


137240 Bacteria_16S 
strain B22P3 16S 


599710 599742 85 


it? 


117 


£17 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


in 


117 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


137240 Bacteria_16S 


cangkringensis strain D13P3 16S ribosomal RNA, 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
137240 Bacteria_16S 


601240 601272 85 


608911 608943 85 


117 


TL? 


Photorhabdus. 


gi 


543951 54542 


gi 


gi 


569932 57142 
Sphingobacter 


gi 


partial 
Actinobacteria; Actinobacteridae; Actinomycetal 


gi 


598291 59976 
Streptomycinea 


gi 


partial 


gi 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


137240 Bacteria_16S 


holsaticum strain 


IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 
618268 618300 85 117 gi 
1406 16S ribosomal RNA, partial seque 


265678689 


265678683 
Actinomy 


265678672 


265678666 
sequence 


265678653 


265678652 
sequence 
Actino: 


265678646 
al sequenc 
Actinomyce 


265678640 
nce 61679 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 
137240 Bacteria_16S 


strain E846 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


137240 Bacteria_16S 


melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomyces. 


Streptomycetaceae; 
137240 Bacteria_16S 
strain 279-56 16S 


625673 625705 85 


657563 657595 85 


663587 663619 75 


117 


117 


107 


ribosomal RNA, partial sequence 


gi 


624219 62572 


gi 


gi 


662137 66364 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


cloacae complex. 
137240 Bacteria_16S 


warmboldiae strain NSW 326 


692472 692504 75 


107 


gi 


Cory 


265678635 


265678612 


265678607 


Enterobac 


ref |NR_028994.1 
eae; Nocardiacea 
ref |NR_028988.1 
e 553128 554608 
cetales; Strepto 
ref |NR_028977.1 
iaceae; Pedobact 
ref |NR_028971.1 

578821 580286 
es; Corynebacter 


ref |NR_028958.1 
1 Streptomyces 
e; Streptomyceta 
ref|NR_028957.1 

599812 601293 
mycetales; Strep 


ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref |NR_028945.1 
5 618320 Mycoba 
nebacterineae; M 


ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_028917.1 
sequence 656132 
tinomycetales; S 


ref|NR_028912.1 


teriaceae; Enter 


265678588 


16S ribosomal RNA, partial sequence 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Streptomyces 
Streptomyces 
mycineae; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Corynebacterium 
Corynebacterium 
ineae; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Corynebacterium 
Corynebacterium 
terineae; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Streptomyces 
657614 Streptomyces 
treptomycineae; 


Enterobacter cloacae 


7 Enterobacter cloacae Bacteria; 


obacter; Enterobacter 


ref |NR_028893.1 
691014 692520 


Buttiauxella 
Buttiauxella 


warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


137240 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; 


strain gM-1 16S r 


Actinobacteria; Actinoba 
137240 Bacteria_16S 


botniense strain 


Bacteria; Actinob 


Mycobacterium. 


137240 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; 


strain XINach 16S 
Proteobacteria; 


Enterobacteriales 


137240 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


G 
137240 Bacteria_16S 


G 
137240 Bacteria_16S 


G 
137240 Bacteria_16S 
luminescens subsp. 

Photorhabdus luminescens subsp. 


; Enterobacteriaceae; Photorhabdus. 


725725 725757 75 107 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


265678565 
RNA, part 


ref 
ial 


NR_028869.1 
sequence 


710153 710185 69 101 gi| 265678576 |ref|NR_028881.1| Aliivibrio wodanis 
16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
713259 713291 85 117 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
ibosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
cteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
714820 714852 85 117 gi|265678573|ref|NR_028878.1| Mycobacterium 
E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
717910 717942 75 107 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
bosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
722555 722587 75 107 gi|265678567|ref|NR_028871.1| Photorhabdus temperata 
ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
724141 724173 75 107 gi| 265678566 |ref|NR_028870.1| Photorhabdus 
laumondii strain TT0O1 16S ribosomal RNA, partial sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Cardiobacterium 

bacterium valvarum 

eae; Cardiobacterium. 
Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Catellatospora 

atospora koreensis 

Micromonosporaceae; 


Lechevalieria 
913840 Lechevalieria 


donocardineae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Lactobacillus 
Lactobacillus 
Pseudaminobacter 
Pseudaminobacter 

lobacteriaceae; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


137240 Bacteria_16S 737785 737869 23 107 gi|265678556|ref|NR_028860.1 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
137240 Bacteria_16S 755151 755183 75 107 gi| 265678543 |ref|NR_028847.1 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardio 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriac 
137240 Bacteria_16S 775068 775100 85 117 gi|265678530|ref|NR_028834.1 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
137240 Bacteria_16S 790436 790468 85 117 gi| 265678519 |ref|NR_028823.1 
strain J72 16S ribosomal RNA, partial sequence 789013 79048 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
137240 Bacteria_16S 811932 811964 85 117 gi| 265678505 |ref|NR_028808.1 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

137240 Bacteria_16S 839370 839402 85 117 gi| 265678487 |ref|NR_028790.1 
strain AC 615 16S ribosomal RNA, partial sequence 837961 83941 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
137240 Bacteria_16S 883091 883123 85 117 gi| 265678456 |ref|NR_028758.1 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catell 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Catellatospora. 

137240 Bacteria_16S 913790 913822 85 117 gi|265678436|ref|NR_028738.1 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Actinosynnemataceae; Lechevalieria. 

137240 Bacteria_16S 918501 918533 85 117 gi| 265678433 |ref|NR_028735.1 
strain IEGM 16S ribosomal RNA, partial sequence 917039 91855 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
137240 Bacteria_16S 920063 920095 85 117 gi| 265678432 |ref|NR_028734.1 
strain 213E 16S ribosomal RNA, partial sequence 918602 92011 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
137240 Bacteria_16S 933934 933962 79 107 gi| 265678423 |ref|NR_028725.1 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
137240 Bacteria_16S 957147 957191 59 103 gi| 265678408 |ref|NR_028710.1 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyl 
Pseudaminobacter. 

137240 Bacteria_16S 970993 971021 79 107 gi| 265678397 |ref|NR_028699.1 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

137240 Bacteria_16S 983030 983114 23 107 gi| 265678389 |ref|NR_028691.1 


Entomoplasma freundtii 


strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 


Tenericutes; Moll 


icutes; Entomoplasmatales; Entomoplasm 


ataceae; 


Entomoplasma. 


137240 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


strain 167 16S ri 
Proteobacteria; G 


137240 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


137240 Bacteria_16S 


Ssapovorans strain 
Bacteria; Firmicu 


137240 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


137240 Bacteria_16S 


strain IFM 10035 


strain IFM 0784 1 


strain IFM 0575 1 


strain YZ-96 16S 
Actinobacteria; A 


137240 Bacteria_16S 


strain LK2-10 16S 
Actinobacteria; A 
Micromonospora. 


137240 Bacteria_16S 


strain IMMIB R-14 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


137240 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


137240 Bacteria_16S 


strain LM 161 16S 
Actinobacteria; A 


137240 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


137240 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


137240 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


137240 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


137240 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


137240 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


137240 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


987811 987843 75 107 gi 
9 16S ribosomal RNA, partial sequence 


989391 989423 75 107 
bosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
990971 991003 75 107 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
994106 994134 79 107 gi 
OM 16S ribosomal RNA, 
tes; Clostridia; Clostridiales; 
1033663 1033691 79 107 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; 
1039780 1039812 85 117 


gi 


gi 


1041289 1041321 85 117 


gi 


1042827 1042859 85 117 


gi 


1045943 1045975 85 117 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1049010 1049042 85 117 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


gi 


1148559 1148591 85 117 
34 16S ribosomal RNA, partial 


gi 


1236301 1236333 85 117 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

1266327 1266355 79 
, partial sequence 
ridiales; Clostridiaceae; Clostridium. 
1300823 1300855 85 117 gi 
ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Prop 
1302389 1302417 79 107 gi 


107 gi 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1305500 1305528 79 107 
ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1308513 1308545 85 117 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1325408 1325436 79 107 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1357431 1357459 79 107 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1375557 1375597 77 117 gi 
1 RNA, partial sequence 
avobacteriales; Flavobacteriaceae; Kor 
1417545 1417577 85 117 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


137240 Bacteria_16S 


1426762 1426794 85 117 


gi 


acteria; Gammaproteobacteria; Enteroba 
137240 Bacteria_16S 
987916 98944 


989496 99101 


complete sequen 
Syntro 


Lact 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
137240 Bacteria_16S 
6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
137240 Bacteria_16S 
6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
137240 Bacteria_16S 

1044481 10459 
Cory 


1047573 10490 


Micr 


sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
137240 Bacteria_16S 


1299363 13008 


1304017 13055 


1374101 1375614 Kordi 


265678386 
98633 
cteriales; 

265678385 


Enterobac 
265678384 


Enterobac 
265678382 
ce 99261 
phomonadac 
265678356 
sequence 
obacillace 
265678352 


nebacterin 
265678351 


nebacterin 
265678350 


nebacterin 
265678348 


nebacterin 
265678346 


omonospori 


253680758 

11471 
nebacterin 
219878254 
artial seq 
ridae; Act 


219846539 


219846779 


ionibacter 
219846639 


s; Thermoa 


219846460 


s; Thermoa 
228721493 
16S ribos 
moviolaceu 
eptomyceta 
219878140 
sequence 
Thermoana 


228720131 
quence 
ostridiale 
228717906 


dia. 
224581447 
14160 


ales; Pseu 


dono 


ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teriaceae; Citro 
ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref |NR_028658.1 

1032165 103372 
Lactobacillu 
NR_028654.1 


ae; 
ref 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028648.1 


eae; 
ref 


neae; Micromonos 


ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref |NR_025393.1 
uence 123486 
inomycetales; Co 


ref |NR_026131.1 


ref|NR_026371.1 


inea 
ref 


e; Nocardioi 
NR_026231.1 
obacteral 


naer es 


ref|NR_026051.1 


naerobacterales 


ref|NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
ceae; Streptomyc 
ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027568.1 
a algicida OT-1 


ref|NR_027229.1 
93 1417582 Saccha 
cardineae; P 


224581441 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Syntrophomonas 
phomonas sapovorans 
nas. 

Lactobacillus 
0 Lactobacillus 
Ss. 

Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Streptomyces 
1 sequence 1307063 


nobacteria; 

es. 
Caldicellulosiruptor 

8 Caldicellulosiruptor 

hermoanaerobacterales 


Clostridium 
9 Clostridium 
e; Clostridium. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


ref |NR_027223.1 


Streptomyces 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 


violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
137240 Bacteria_ 
coelescens strain 
coelescens Bacter 
Streptomycetaceae; 
137240 Bacteria_ 
strain LM 036 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
137240 Bacteria_ 


subsp. 
subsp. 


strain DSM 40258 


albus stra 
albus Bact 
Streptomycetaceae; 
137240 Bacteria_ 
pseudovaccinii st 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiaceae; Noc 
137240 Bacteria_ 


Streptomyces. 


16S 1475364 1475396 85 117 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
16S 1522104 1522136 85 117 gi 
rain DSM 43406 16S ribosomal RNA, part 


1 
i 


ardia. 


16S 1590290 1590322 85 117 


gi 


16S 1428327 1428359 85 117 gi|224581440|ref|NR_027222.1 
AS 4.1594 16S ribosomal RNA, partial sequence 1426862 142837 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
16S 1440688 1440720 85 117 gi|224581428|ref|NR_027210.1 
ribosomal RNA, partial sequence 1439230 14407 


donocardin 
219878476 


219857610 
ia 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


eae; Actinosynn 
ref|NR_025615.1 
sequence 1473916 147541 
Actinomycetales; 


ref|NR_025199.1 
1 sequence 1520665 152215 
Actinomycetales; 


ref |NR_025624.1 


s 


emataceae; 


Streptomycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


Lentzea. 
Streptomyces albus 
4 Streptomyces albus 


Streptomycineae; 


Nocardia 
6 Nocardia 


Corynebacterineae; 


Streptomyces catenulae 


40 Streptomyces catenulae Bacteria; 
treptomycetaceae; 


Streptomyces. 
Streptomyces rimosus 
9 1593434 Streptomyces 


137240 Bacteria_16S 1593386 1593418 85 117 gi| 219878483 |ref|NR_025622.1 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 159193 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


137240 Bacteria_ 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae; 
137240 Bacteria_ 
sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; 
137240 Bacteria_ 


strain DSM 43049 


strain DSM 40597 


Streptomycineae; 


137240 Bacteria_16S 1640431 1640463 85 117 gi|219878450|ref|NR_025589.1 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
137240 Bacteria_16S 1663418 1663450 85 117 gi|219878433|ref|NR_025572.1 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 166345 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Kibdelosporangium. 

137240 Bacteria_16S 1666481 1666513 85 117 gi|219878431|ref|NR_025570.1 


albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 
137240 Bacteria_16S 
strain Albert 199 


Proteobacteria; 


strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 


137240 Bacteria_16S 
strain SH1 16S ribosomal RNA, partial sequence 
Clost 
137240 Bacteria_16S 
strain AJ2502 16S 
Sphingobacteria; 
137240 Bacteria_16S 
strain A37 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Firmicutes; 


Bacteroidetes; 


Bacteroidetes; 


Gammaproteobacteria; Enterobacteriales; 
137240 Bacteria_16S 


Streptomycetaceae; Streptomyces. 

16S 1594932 1594964 85 117 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


16S 1596479 1596511 85 117 


gi|2 
a 
7 


Streptomyces. 


16S 1598027 1598059 85 117 


gi 


16S 1599575 1599607 85 117 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


16S 1601123 1601155 85 117 


gi 


16S 1602671 1602703 85 117 gi 


Streptomycetaceae; Streptomyces. 


761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1668024 1668056 75 107 gi 
82 16S ribosomal RNA, partial sequence 


1680110 1680142 85 117 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1707686 1707714 79 


107 gi 


ridia; Clostridiales; Clostridiaceae; 
1716813 1716853 77 117 gi 
ribosomal RNA, partial sequence 
Sphingobacteriales; 
1719889 1719929 77 117 


Sph 
gi 


Sphingobacteriales; 


219878482 
rt 
idae; 


19878481 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
137240 Bacteria_ 
olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae; 
137240 Bacteria_ 


Strept 
219878479 


p 
te 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
137240 Bacteria_ 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal 

Streptomyces purpurogeneiscleroticus Ba 


Strept 
219878477 
RN. 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


nc 
al 


219878430 


E 
219878422 


al 


219878403 
1706248 17077 
cl 
219878397 
1715372 17168 
in 


ref 
ial sequence 
Actinomycetales; 


NR_025621.1 
159348 
Str 


ref|NR_025620.1 
sequence 1595032 159652 
Actinomycetales; Strepto 


ref|NR_025619.1 
77 Streptomyces 
omycineae; Streptomyceta 
ref|NR_025618.1 
artial sequence 159812 
ridae; Actinomycetales; 


ref|NR_025617.1 
73 Streptomyces 
omycineae; Streptomyceta 
ref|NR_025616.1 
al sequence 


A, parti 


as 
P 


e 
es; 


1665031 1666519 Kibde 
Pseudonocardineae; 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025561.1 
1678661 1680145 Amycol 
Pseudonocardineae; P 


16665 
nterobac 


es; 


ref|NR_025542.1 


ostridium. 
ref|NR_025536.1 


gobacteriaceae; Pedobact 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Kibdelosporangium 

6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 


219878395 
1718445 1719939 Pedobacter cryoconitis Bacteria; 
Sphingobacteriaceae; Pedobacter. 


ref |NR_025534.1 


Pedobacter cryoconitis 


137240 Bacteria_16S 1727437 1727469 85 117 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

137240 Bacteria_16S 1728975 1729007 85 117 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
137240 Bacteria_16S 1732025 1732057 85 it?y gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

137240 Bacteria_16S 1739639 1739671 85 117 gi|219878382|ref|NR_025521.1] Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

137240 Bacteria_16S 1741201 1741233 85 117 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
137240 Bacteria_16S 1759578 1759610 85 117 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

137240 Bacteria_16S 1789481 1789513 85 117 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

137240 Bacteria_16S 1810957 1810989 85 117 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

137240 Bacteria_16S 1817096 1817128 85 LL? gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 


Bacteria; Actinob 
Kibdelosporangium. 


137240 Bacteria_ 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


137240 Bacteria_ 


cellulosilytica s 
cellulosilytica B 


Nocardiopsaceae; 
137240 Bacteria_ 
halophila strain 


halophila Bacteri 
Pseudonocardiacea 


137240 Bacteria_ 


norvegicum strain 
norvegicum Bacter 


Desulfomicrobium. 
137240 Bacteria_ 
strain DSM 20285 
Firmicutes; 
137240 Bacteria_ 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


137240 Bacteria_ 


anilini strain An 
Proteob 


Bacteria; 
137240 Bacteria_ 


strain DSM 5000 1 
G 


Proteobacteria; 
137240 Bacteria_ 


proteamaculans st 
proteamaculans Ba 


Serratia. 
137240 Bacteria_ 
strain DSM 30063 
Proteobacteria; 


Lacto 


G 
137240 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


16S 1849210 1849242 85 117 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 
16S 1853632 1853664 85 117 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 
16S 1887380 1887412 85 117 gi 
DSM 44411 16S ribosomal RNA, partial s 


e; Saccharomonospora. 

16S 1895054 1895082 79 107 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


16S 1918988 1919016 79 107 gi 
bacillales; Lactobacillaceae; Pediococ 
16S 1925073 1925105 85 117 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

16S 1979820 1979848 79 107 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


16S 1989204 1989236 75 107 gi 


ammaproteobacteria; Enterobacteriales; 
16S 1990753 1990785 75 107 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
16S 1992301 1992333 75 107 gi 
ammaproteobacteria; Enterobacteriales; 
1995391 1995423 75 107 gi 


ales; 


s 
da 


ac 
219878203 
6S ribosomal RNA, partial sequence 1987760 19892 
E 
219878202 
al 
te 


P 


219878303 
1 sequence 
Actinomyc 


219878299 
equence 


e; Ac 


219878274 
equence 
a; Actinobacteria; Actinobacteridae; Act 


inomy 


219878268 
equence 
a; 


Desu 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 
cu 
219878245 
qu 
Actinomyc 


Ss. 


ence 


219878209 


19 
teral 
ntero 


sequ 
ria; 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 
E 
219878199 


ntero 


seudonocardineae; 
ref|NR_025442.1 
1847763 184924 


etal 


ref |NR_025438.1 
1852181 185367 
tinomycetales; Stre 
ref |NR_025413.1 
1885917 188742 
ales; Pseudonoca 


, 


cet 


ref|NR_025407.1 
1893578 189509 
lfovibrionales; Des 


ref|NR_025388.1 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025342.1 


783 
es; 


bacteriaceae; 
ref |NR_025341.1 
e 1989290 199079 


erobacteriales; 


enc 
Ent 
ref|NR_025340.1 


teri 
ref 


bac aceae; Serra 


P 


seudonocardiaceae; 


Arcanobacterium 
8 Arcanobacterium 


es; Actinomycineae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Desulfomicrobium 
4 Desulfomicrobium 


ulfomicrobiaceae; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 


NR_025338.1 


Serratia entomophila 


strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


tia. 


137240 Bacteria_16S 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 19 


1996927 1996959 75 


107 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


137240 Bacteria_16S 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriac 


Gammaproteobacteria; 
137240 Bacteria_16S 


2000011 2000043 75 


Enterobacteriales; 
2001545 2001577 75 


107 


107 


gi 


gi 


proteus strain 42 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 


137240 Bacteria_16S 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20 


2003080 2003112 75 


107 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


137240 Bacteria_16S 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20 


2004613 2004645 75 


107 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


137240 Bacteria_16S 


strain S$3/2-161 16S ribosomal RNA, partial sequence 2004699 20 


2006157 2006189 75 


107 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


137240 Bacteria_16S 


strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20 


2007703 2007735 75 


107 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


137240 Bacteria_16S 


2009247 2009279 75 


107 


gi 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
137240 Bacteria_16S 


strain S$1/6-571 16S ribosomal RNA, partial sequence 2009346 20 


Proteobacteria; Gammaproteobacter 


2010806 2010838 75 


107 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


137240 Bacteria_16S 


smegmatis strain ATCC 19420 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


2034650 2034682 85 


Mycobacteriaceae; Mycobacterium. 


137240 Bacteria_16S 


2057881 2057913 85 


16S ribosomal RNA, 


117 


il? 


gi 


partial 


gi 


somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 


137240 Bacteria_16S 


2059420 2059452 85 


117 


gi 


thermocoprophilus strain B19 16S ribosomal RNA, partial 
thermocoprophilus Bacteria; Actinobacteria; Actinobacte 
Streptomycetaceae; Streptomyces. 


137240 Bacteria_16S 


aquiterrae strain GW- 


Nocardioides. 
137240 Bacteria_16S 


2100589 2100621 85 


117 


gi 


9 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


2111284 2111316 85 


LL 


gi 


219878198 


219878196 


219878195 


cteriales; 


219878194 


219878193 


219878192 


219878191 


219878190 
sequence 


219878189 


219878172 
sequence 


219878153 
sequence 


219878152 
sequence 


219878122 
nce 20991 


219873436 


strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 21113 


Actinobacteria; Actinoba 


137240 Bacteria_16S 


strain Pss 26 16S riboso: 


137240 Bacteria_16S 


strain ATCC 927 16S ribo 
Actinobacteria; Actinoba 


137240 Bacteria_16S 


2147449 2147513 1 


2165686 2165718 85 


2171771 2171847 25 


cteridae; Actinomycetales; 


65 


mal RNA, partial sequence 


117 


101 


Stre 
gi 


219857637 


2146078 21475 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


gi 


gi 


strain NCIMB 8634 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


137240 Bacteria_16S 


2174810 2174842 85 


117 


gi 


aetherivorans strain 10bc312 16S ribosomal RNA, partial 
aetherivorans Bacteria; Actinobacteria; Actinobacterida 
Nocardiaceae; Rhodococcus. 


137240 Bacteria_16S 


2247513 2247545 85 


117 


gi 


puniciscabiei strain S77 16S ribosomal RNA, partial seq 
puniciscabiei Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Streptomyces. 


137240 Bacteria_16S 


2249090 2249122 85 


£17 


gi 


luridiscabiei strain S63 16S ribosomal RNA, partial seq 
luridiscabiei Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Streptomyces. 


137240 Bacteria_16S 


2261403 2261435 85 


LLT 


e; 


e; 


e; 


219857625 


somal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Cory 


219857621 
21703 


219857619 
sequence 


219857568 


uence 
Actinomycet 


219857567 


uence 
Actinomycet 


219857559 


gi 


969 


20000 
031 
046 
Enterobacteri 


061 


077 


ia; Enterobact 


108 


Actinomycetal 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


96 2001585 Obesu: 


41 Buttiauxella 
Enterobacteri 


2007792 200929 
eriales; Enterobacteriaceae; 


50 Buttiauxella 
Enterobacteri 


2033216 203470 


2056438 205792 
es; Streptomycineae; 


2057971 205946 
ridae; Actinomycetales; St 


30 Streptomyces 
ptomycineae; S 


35 Mycobacterium 
nebacterineae; 


56 2171849 Cellvi 
seudomonadacea 


2173451 217485 
Actinomycet 


NR_025337.1 


NR_025335.1 


NR_025334.1 


NR_025333.1 


NR_025332.1 


NR_025331.1 
aceae; Butti 


NR_025330.1 


NR_025329.1 


NR_025328.1 


aceae; Butti 
NR_025311.1 


; Corynebact 


NR_025292.1 


NR_025291.1 


NR_025261.1 
bacterineae; 
NR_025250.1 


treptomyceta 
NR_025226.1 


e; Pseudomon 
NR_025214.1 


Mycobacteri 
NR_025210.1 


e; Cellvibri 
NR_025208.1 


ales; Coryne 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
Enterobacteriaceae; Rahnella. 


Pragia fontium strain 


agia fontium Bacteria; Proteobacteria; 
eae; Pragia. 


Obesumbacterium 


mbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 


Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
Enterobacteriaceae; Leminorella. 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 
aceae; Budvicia. 


Buttiauxella izardii 


96 Buttiauxella izardii Bacteria; 
Enterobacteri 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 
aceae; Buttiauxella. 


Buttiauxella 
5 Buttiauxella 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Mycobacterium 
2 Mycobacterium 
erineae; 


Streptomyces 


0 Streptomyces 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Nocardioides 


38 2100621 Nocardioides aquiterrae 
ales; Propioni 


Nocardioidaceae; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
seudomonadacea 


as. 

Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Rhodococcus 
9 Rhodococcus 
bacterineae; 


NR_025147.1 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 


Streptomycineae; 


137240 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 


Tsukamurellaceae; 
137240 Bacteria_16S 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
137240 Bacteria_16S 


yonseiensis strain KBl1 16S ribosomal RNA, partial sequence 
Clostridia; 


Bacteria; Firmicutes; 
137240 Bacteria_16S 
viterbiensis stra 
viterbiensis Bacteria; 
137240 Bacteria_16S 


salina strain YIM90002 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 


2306980 2307012 85 


2334250 2334282 85 


2388763 2388791 79 


2406962 2406990 79 


Firmicutes; 
2410056 2410088 85 


117 


117 


107 


Thermoanaerobacterale 


107 


in JW/MS-VS5 16S ribosomal RNA, partial 
Clostridia; 


gi| 219857525 
compl 


gi|219857507 


gi|219857468|ref|NR_025056.1 
2387307 2388807 Thermo 
s; Thermoanaerobacteraceae; 


gi] 219857456 


ete sequence 
Actinomyceta 


sequenc 
Actinomycetales; 


ref |NR_025113.1 
230551 


les; 


ref|NR_025095.1 
e 2332775 233429 


ref|NR_025044.1 


Tsukamurella 
7 2307028 Tsukamurella 


Corynebacterineae; 


Nocardiopsis 
9 Nocardiopsis 


Streptosporangineae; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Caloramator 


sequence 2405537 2407016 Caloramator 
Clostridiales; Clostridiaceae; Caloramator. 
117 gi|219857454|ref|NR_025042.1| Streptomonospora 


24085 
Stre 


137240 Bacteria_ 
pyridinivorans st 
pyridinivorans Ba 


Nocardiaceae; 


strain DSM 12272 
Firmicutes; 


16S 2422470 2422502 85 117 gi 


16S 2464674 2464702 79 107 gi 
Firmicutes; Clostridia; 
2497747 2497779 85 117 


ribosomal RNA, partial sequence 


16S gi 


16S 2519051 2519083 85 117 


gi 


Streptomyces. 


16S 2531183 2531211 79 107 gi 
Clostridiales; Clostridiaceae; 
2553313 2553345 85 117 gi 


3 16S ribosomal RNA, 


16S 


16S 2554874 2554906 85 117 


gi 


16S 2570216 2570244 79 107 gi 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial 


frigidicarnis Bacteria; 
137240 Bacteria_ 
burkinensis strai 
Proteob 


Bacteria; 


137240 Bacteria_ 


strain DSM 43194 


strain DSM 44262 


Proteobacteria; 


137240 Bacteria_ 
strain CDC 0876-5 
Proteob 


Bacteria; 


137240 Bacteria_ 


Firmicutes; Clostridia; 


16S 2607206 2607234 79 107 


gi 


16S 2611842 2611874 85 117 


gi 


16S 2613369 2613401 85 117 


gi 


16S 2614954 2614982 79 107 gi 


16S 2636311 2636343 75 107 gi 


8 16S ribosomal RNA, partial sequence 


16S 2657631 2657663 85 117 


gi 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partia 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteri 


Nocardioidaceae; 


137240 Bacteria_16S 


erythreum strain 


erythreum Bacteri 


Nocardioidaceae; 


137240 Bacteria_16S 


Nocardioides. 
2659155 2659187 85 117 gi 
NRRL B-3381 16S ribosomal RNA, partial 


Aeromicrobium. 
2660675 2660707 85 


117 gi 


strain ATCC 39419 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Kribbella. 


in DSM 1291 16S ribosomal RNA, partial 
Clostridiales; 


complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


Clostridiales; 


n HDv 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovibrionales; 


eltaproteobacteria; Desulfovibrionales; 


219857445 


rain PDB9 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
137240 Bacteria_ 
putrefaciens stra 
putrefaciens Bacteria; 
137240 Bacteria_ 
strain DNP505 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
137240 Bacteria_ 
yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae; 
137240 Bacteria_ 


219857407 
sequence 


219857385 


2496307 24977 


219857365 


in CN 732 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


219857357 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridia; 
137240 Bacteria_ 
albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus. 
137240 Bacteria_ 
carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinob 
Streptacidiphilus. 
137240 Bacteria_ 


219857342 


219857341 


complete sequence 25534 
acteria; Actinobacteridae; Actinomycetales; 


219857288 
sequence 


219857264 


219857258 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
137240 Bacteria_ 


219857257 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
137240 Bacteria_ 
strain CVL 16S ribosomal RNA, partial sequence 
D 


219857256 


2613469 26150 
Desulfovibrionaceae; 


219857234 


219857219 
1 
dae; 


219857218 
sequence 


a; Actinobacteria; Actinobacteridae; Actinomycetales; 


219857217 


Actinomycetales; 


Clo 


Actinomyceta 


25518 
Streptomycineae; 


Streptomycineae; 


Clostridiaceae; 


26057 


26348 
acteria; Gammaproteobacteria; Enterobacteriales; 


sequence 
Actinomycetales; 


ptosporangineae 


ref |NR_025033.1 
2421026 242250 


ref |NR_024995.1 
2463226 246471 
stridiaceae; Clo 
ref |NR_024973.1 


ref|NR_024953.1 
2517611 251909 
les; 


ref |NR_024945.1 


ref |NR_024930.1 
53 2553362 Strept 
Str 


ref |NR_024929.1 
13 2554923 Strept 
Str 


ref|NR_024919.1 

2568768 257024 
cl 
ref |NR_024895.1 
22 2607261 Desulf 
De 
ref|NR_024889.1 
Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
Pseudonocar 
ref |NR_024887.1 
09 Desulfovibrio 
Des 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024847.1 

2656189 265766 
Prop 


ref |NR_024846.1 
2657714 265918 
Propioniba 


sulfovibrionaceae; 


77 2410105 Streptomonospora salina 
7 


Nocardiopsaceae; 


Rhodococcus 
2 Rhodococcus 


Corynebacterineae; 


Clostridium 
2 Clostridium 
stridium. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 
Clostridium. 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Clostridium 

8 Clostridium 
ostridium. 
Desulfovibrio 
ovibrio burkinensis 
Desulfovibrio. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Nocardioides 

3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


ref|NR_024845.1 


Kribbella sandramycini 


2659238 2660707 Kribbella sandramycini 


137240 Bacteria_16S 
taberi strain DSM 


Saccharopolyspora. 
137240 Bacteria_16S 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 
Saccharopolyspora. 


spinosa Bacteria; 
Pseudonocardiaceae; 
137240 Bacteria_16S 


silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


2668017 2668049 85 


2669532 2669564 85 


2693607 2693639 85 


Streptosporangiaceae; Planotetraspora. 


137240 Bacteria_16S 


rectilineatus strain IFO 13941 16S ribosomal RNA, partial 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 


2797062 2797094 85 


Micromonosporaceae; Actinoplanes. 


137240 Bacteria_16S 
minutisporangium 


Frankineae; 
137240 Bacteria_16S 
strain IFO 12513 


137240 Bacteria_16S 
strain IFO 13911 


137240 Bacteria_16S 


strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
ref 
01 Actinoplanes 


137240 Bacteria_16S 


strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
ref 


137240 Bacteria_16S 


derwentensis strain IFO 14935 16S ribosomal RNA, partial 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; 


2798582 2798614 85 


2800104 2800136 85 


2801627 2801659 85 


2803148 2803180 85 


2804669 2804701 85 


2806192 2806224 85 


Micromonosporaceae; Actinoplanes. 


137240 Bacteria_16S 


2 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 
consettensis Bacteria; Actinobacteria; Actinobacteridae; 


2807713 2807745 85 


Micromonosporaceae; Actinoplanes. 


137240 Bacteria_16S 


2 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; 


2809235 2809267 85 


Micromonosporaceae; Actinoplanes. 


137240 Bacteria_16S 
strain IFO 12702 


137240 Bacteria_16S 


2827264 2827296 85 


2856454 2856486 75 


117 


117 


TL? 


G17 


117 


117 


tLy 


117 


117 


it? 


117 


117 


LL? 


107 


gi 


43856 16S ribosomal RNA, partial sequence 26665 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


gi 


strain IFO 15962 16S ribosomal RNA, partial sequ 
Cryptosporangium minutisporangium Bacte 


gi 


16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


gi 


16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


gi 


gi 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; S 
ref 


gi 


strain ATCC 12775 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


137240 Bacteria_16S 


2 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 


2938975 2939007 85 


Pseudonocardiaceae; Actinoalloteichus. 


137240 Bacteria_16S 


IFO 16102 16S ribosomal RNA, partial sequence 


2940496 2940528 85 


117 


L17 


Actinobacteria; Actinobacteridae; Actinomycetales; 


137240 Bacteria_16S 


aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 


2942015 2942047 85 


it? 


gi 


gi 


2939058 29405 
Pseudonocardineae; 
ref 


gi 


aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Virgisporangium. 


137240 Bacteria_16S 
ochraceum strain 


2943531 2943563 85 


Micromonosporaceae; Virgisporangium. 


137240 Bacteria_16S 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 


2945047 2945079 85 


117 


117 


gi 


YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
137240 Bacteria_16S 


2955618 2955650 85 


LF 


gi 


219857212 
Pseu 


219857211 


219857193 


219857119 
sequenc 


219857118 


219857117 


219857116 


219857115 


219857114 


219857113 
sequence 
Actinomy 


19857112 


19857111 


219856906 


219856887 
28549 


19856831 


219856830 


219856829 


219856828 


219856827 


ref 
99 2668066 Saccharopolyspora taberi 
donocardineae; Pseudonocardiaceae; 


ref 

es; 
ref 

ales; 
ref 


e 2795622 2797094 Actinoplanes 
Actinomycetales; Micromonosporineae; 
ref 
ence 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Cryptosporangiaceae; Cryptosporangium. 
ref 
36 Actinoplanes 
neae; 
ref 
59 Actinoplanes italicus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 
ref 
80 Actinoplanes humidus Bacteria; 

Micromonosporaceae; Actinoplanes. 


cetales; 

ref 
Actinomycetales; 
ref 
Actinomycetales; 
ref 


96 Sporichthya polymorpha Bacteria; 


85 2856506 Pseudo 
Enterobacteriaceae. 
ref 


Actinomycetales; 


ref 
28 Lentzea albida Bacteria; 


Actinomycetales; 


ref 


ref 


Actinomycetales; 


219856820 


ref 


NR_024840.1 


NR_024839.1 


Saccharopolyspora 


Saccharopolyspora 


2668117 2669581 Saccharopolyspora 


NR_024821.1 


Pseudonocardineae; 


Planotetraspora 


2692168 2693639 Planotetraspora 


NR_024747.1 


NR_024746.1 
279714 


NR_024745.1 


NR_024744.1 


NR_024743.1 


NR_024742.1 


Micromonos 
NR_024741.1 
2804752 280622 


NR_024740.1 
2806275 280774 


NR_024739.1 
2807796 280926 
Micromo 


NR_024727.1 


NR_024706.1 


NR_024650.1 
2937540 293900 
Pseudon 


NR_024649.1 


Actinosynne 
NR_024648.1 
2940579 294204 
Micromon 


NR_024647.1 
2942098 294356 
Micromonos 


NR_024646.1 
2943614 294507 
Frankine 


Streptosporangineae; 


Actinoplanes 


Cryptosporangium 
5 2798614 


Actinoplanes lobatus 


lobatus Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes italicus 


Actinoplanes humidus 


Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Actinoplanes 
5 Actinoplanes 


Micromonosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Sporichthya polymorpha 


porichthya. 
Pseudomonas flectens 
monas flectens Bacteria; 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lentzea albida strain 


mataceae; Lentzea. 
Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


NR_024639.1 


Gordonia rhizosphera 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


137240 Bacteria_16S 
macrosporus strai 
mMacrosporus Bacte 
Streptomycetaceae; 
137240 Bacteria_16S 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae; 
137240 Bacteria_16S 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae; 
137240 Bacteria_16S 
strain 10.268-1 1 


137240 Bacteria_16S 
wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 
137240 Bacteria_16S 
strain IFO 15059 


137240 Bacteria_16S 
multiseptatus str 
multiseptatus Bac 
Geodermatophilaceae; 
137240 Bacteria_16S 
cylindrosporum st 
cylindrosporum Ba 
137240 Bacteria_16S 
strain DS1 16S ri 


cteria; 


2978427 2978459 85 


2979958 2979990 85 


rain A1484 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


2981494 2981526 85 


2986073 2986105 85 


2987597 2987629 85 


2989124 2989156 85 


3011842 3011874 85 


3034605 3034633 79 


Firmicutes; 
3036133 3036161 79 


117 


117 


pa 


TL 


tay 


117 


117 


it? 


107 


107 


bosomal RNA, partial sequence 


gi 
n A1201 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


rtial 


gi 
rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
gi 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 
gi 
16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
Modestobacter. 


gi 


rain HC-1 16S ribosomal RNA, partial s 


Clostridia; Clostr 


gi 
30 


219846938 


219846937 
sequence 
ae; 
219846936 
quence 
ae 


219846933 


ne 
219846932 
ar 
dae; 
219846931 


ne 
219846916 
equence 

e; 


219846900 
equence 
idiales; 
219846899 
34695 30361 


Actinomyc 


Actino: 


Actino: 


bacterin 


tial sequenc 
Actin 


bacterin 


c 


ref 


ref 


ref 


ref 


eae; 
ref 


omyc 


ref 


eae; 
ref 


lost 
ref 


2976976 29784 
etal 


2978510 29799 
myce 


2980041 29815 
myce 


3010413 30118 
Actinomycet 


3033166 30346 


NR_026530.1 
es; 
NR_026529.1 


tales; Stre 


NR_026528.1 


tales; Stre 


NR_026525.1 


Nocardiace 
NR_026524.1 
e 29861 
etales; Cor 


NR_026523.1 


Gordoniace 
NR_026508.1 
9 
ales; Frank 
NR_026492.1 
4 
ridiaceae; 
NR_026491.1 


5 
Streptomycineae; 


9 
Pp 


2 
Pp 


5 
Y 


i 


c 


Streptomyces 
9 Streptomyces 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 


tomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
a 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 
a 


e; Skermania. 
Modestobacter 
4 Modestobacter 
neae; 


Clostridium 

4 Clostridium 
lostridium. 

Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

137240 Bacteria_16S 3037656 3037684 79 107 gi|219846898|ref|NR_026490.1| Clostridium 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

137240 Bacteria_16S 3152142 3152170 79 107 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

137240 Bacteria_16S 3237271 3237303 85 117 gi| 219846763 |ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

137240 Bacteria_16S 3244909 3244937 79 107 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 

137240 Bacteria_16S 3262820 3262851 76 107 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

137240 Bacteria_16S 3265863 3265891 79 107 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

137240 Bacteria_16S 3287096 3287124 79 107 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

137240 Bacteria_16S 3314502 3314530 79 107 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

137240 Bacteria_16S 3448903 3448935 85 117 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

137240 Bacteria_16S 3450471 3450503 85 L17 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

137240 Bacteria_16S 3485450 3485482 85 117 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
137240 Bacteria_16S 3487017 3487049 85 47 gi| 219846585 |ref|NR_026177.1| Streptomyces 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 


3485550 3487066 Streptomyces 


bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


Streptomycineae; 


137240 Bacteria_16S 3491644 3491676 85 il? gi|219846582|ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

137240 Bacteria_16S 3493177 3493209 85 117 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

137240 Bacteria_16S 3529458 3529486 79 107 gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

137240 Bacteria_16S 3625165 3625197 85 Ly. gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
137240 Bacteria_16S 3637458 3637490 85 V7 gi|219846481|ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

137240 Bacteria_16S 3639004 3639036 85 117 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

137240 Bacteria_16S 3640556 3640588 85 117 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

137240 Bacteria_16S 3665049 3665081 85 117 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

137240 Bacteria_16S 3711876 3711904 79 107 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

137240 Bacteria_16S 3720846 3720874 79 107 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

137240 Bacteria_16S 3722397 3722429 85 TL7 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

137240 Bacteria_16S 3877584 3877620 67 103 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

137240 Bacteria_16S 3902236 3902268 85 117 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

137240 Bacteria_16S 3903751 3903783 85 E17 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
137240 Bacteria_16S 3920264 3920296 85 117 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
137240 Bacteria_16S 3921845 3921877 85 117 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

137240 Bacteria_16S 3923426 3923458 85 217 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

137240 Bacteria_16S 3925007 3925039 85 TL? gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

137240 Bacteria_16S 3926588 3926620 85 ity gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

137240 Bacteria_16S 3928168 3928200 85 117 gi|219846276|ref|NR_025866.1| Streptomyces 
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137240 Bacteria_16S 3929748 3929780 85 117 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
137240 Bacteria_16S 4007963 4008003 77 117 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

137240 Bacteria_16S 4032317 4032349 85 117 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
137240 Bacteria_16S 4035421 4035453 85 117 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

137240 Bacteria_16S 4039898 4039930 85 117 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

137240 Bacteria_16S 4063940 4063972 85 117 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

137240 Bacteria_16S 4110761 4110793 85 ELy gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
137240 Bacteria_16S 4112327 4112359 85 117 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
137240 Bacteria_16S 4116775 4116807 85 117 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

137240 Bacteria_16S 4127532 4127564 85 117 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
137240 Bacteria_16S 4139769 4139805 81 117 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
137240 Bacteria_16S 4158405 4158441 81 TL? gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
137240 Bacteria_16S 4219243 4219275 85 117 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

137240 Bacteria_16S 4238921 4238953 85 117 gi| 219846043 |ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
137240 Bacteria_16S 28647 28690 74 117 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

137240 Bacteria_16S 113533 113560 80 107 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

137240 Bacteria_16S 115132 115159 80 107 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 
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137240 Bacteria_16S 294956 294987 86 117 gi|265678864|ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

137240 Bacteria_16S 296495 296526 76 107 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

137240 Bacteria_16S 323763 323790 80 107 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

137240 Bacteria_16S 328404 328435 86 117 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

137240 Bacteria_16S 336218 336249 86 117 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
137240 Bacteria_16S 337786 337817 86 117 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

137240 Bacteria_16S 339350 339381 86 117 gi|265678832|ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
137240 Bacteria_16S 372032 372095 38 101 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

137240 Bacteria_16S 378167 378198 86 117 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

137240 Bacteria_16S 390376 390407 86 117 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

137240 Bacteria_16S 393542 393569 79 106 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

137240 Bacteria_16S 398045 398076 86 117 gi|265678790|ref|NR_029095.1] Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

137240 Bacteria_16S 407344 407375 86 117 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

137240 Bacteria_16S 425942 425973 86 217 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 


Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

137240 Bacteria_16S 490402 490433 86 il? gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

137240 Bacteria_16S 520987 521018 86 117 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

137240 Bacteria_16S 522514 522545 86 117 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
137240 Bacteria_16S 602805 602836 86 117 gi|265678651|ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

137240 Bacteria_16S 782826 782857 86 L17 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 
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137240 Bacteria_16S 969442 969473 85 116 gi|265678398|ref|NR_028700.1 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Kitasatospora. 

137240 Bacteria_16S 984679 984714 80 115 gi| 265678388 |ref|NR_028690.1 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetac 
137240 Bacteria_16S 1106134 1106165 86 117 gi|265678305|ref|NR_028607.1 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacter 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
137240 Bacteria_16S 1107665 1107696 86 117 gi|265678304|ref|NR_028606.1 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomu 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nonomuraea. 

137240 Bacteria_16S 1113755 1113786 86 117 gi|265678300|ref|NR_028601.1 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

137240 Bacteria_16S 1128866 1128897 76 107 gi|253680771|ref|NR_028019.1 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 112890 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; He 
Helicobacter. 
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137240 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


137240 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


137240 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 
Micrococcaceae; A 


137240 Bacteria_16S 


855885 855916 86 117 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

898349 898376 79 106 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
907626 907653 77 104 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


gi 


921594 921621 80 107 gi 
s strain RHS1 16S ribosomal RNA, parti 


Actinomycetales; Micrococcineae; Micr 
1227158 1227189 86 117 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1234786 1234817 86 117 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 
1331487 1331518 86 117 gi 
subsp. porcinum strain P3-14 16S ribos 


’ 


; Bifidobacteriaceae; Bifidobacterium. 


1349911 1349942 86 117 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1386089 1386118 75 104 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1393453 1393480 74 101 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

1422118 1422149 86 117 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 
rthrobacter. 

1454348 1454379 86 


gi 


117 gi 


porcinum Bacteria 


265678475 
equence 
dae; 


265678446 


896853 89837 


cus. 
265678440 
al sequenc 
eria; 


265678431 
al sequenc 


obacteriac 
219878300 
ce 12257 
ales; Micr 
219878266 
ial sequen 
ae; Actino 


, 


219846082 
omal RNA, 


228720600 


1348448 13499 


ales; Micr 


228716834 
equence 


228716184 


1392046 13934 


224581444 
1 sequence 
ridae; Act 


224581418 


nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


Actin 


Desu 


v 


eobacteria 


ref|NR_028778.1 
854408 855931 
omycetales; Prop 


ref|NR_028748.1 
6 Enterococcus 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref |NR_028733.1 
e 920164 921628 


eae; Leifsonia. 
ref |NR_025439.1 
22 1227193 Isopte 
ococcineae; Prom 


ref|NR_025405.1 
ce 1233340 123481 
mycetales; Micro 


ref 
comp 


NR_025672.1 
lete sequenc 


ref|NR_027595.1 
42 Sanguibacter 
ococcineae; Sang 
NR_027556.1 
3 
teromonadale 


ref|NR_027548.1 


ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Enterococcus avium 


avium Bacteria; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Slackia 
Slackia 
oriobacterineae; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Bacteroides 
oides acidifaciens 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Isoptericola 
ricola variabilis 
icromonosporaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


Bifidobacterium 
e 1330013 1331535 


Actinobacteria; Actinobacteridae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 
Shewanella 
1 Shewanella 


s; Shewanellaceae; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


ref |NR_027199.1 
1452894 145438 


Arthrobacter 
1 Arthrobacter 


137240 Bacteria_16S 


strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


137240 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
137240 Bacteria_16S 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
137240 Bacteria_16S 


1461765 1461796 86 


1537324 1537355 86 


Saccharothrix. 
1538884 1538915 86 


Saccharothrix. 
1565853 1565896 74 


117 


TL? 


NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


il? 


117 


gi]224581412 
1460297 14618 
gi| 219857378 


gi|219857377 


gi|219846059 


goodfellowii strain LB57 16S ribosomal RNA, partial sequence 


goodfellowii DSM 
137240 Bacteria_16S 
strain DSM 12798 


137240 Bacteria_16S 
bolidensis strain 


Intrasporangiaceae; 
137240 Bacteria_16S 


19756 Bacteria; 


1605772 1605803 86 


1626819 1626850 86 


1715288 1715319 86 


Fusobacteria; 


117 


LDT 


CCUG 47306 16S ribosomal RNA, partial 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; 
Arsenicicoccus. 


117 


Fusobacteriales; 


gi|219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219878459 
sequence 


gi 


gi| 219878398 


faecium strain DSM 11690 16S ribosomal RNA, partial sequence 


faecium Bacteria; 
Sphingobacterium. 
137240 Bacteria_16S 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 
Oerskovia. 


Cellulomonadaceae; 
137240 Bacteria_16S 
flaccumfaciens pv. 


Actinomycetales; 
137240 Bacteria_16S 
strain P 229/10 1 


137240 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
137240 Bacteria_16S 
strain CF-25 16S 


137240 Bacteria_16S 
strain CF-43 16S 


137240 Bacteria_16S 
strain NNO15860 1 
Bacteroidetes; 
137240 Bacteria_16S 


strain NNO15840 16S ribosomal RNA, partial sequence 2063988 20 
Flavobacteriales; 


Bacteroidetes; 
137240 Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


137240 Bacteria_16S 


propionicum strain DSM 43307 16S ribosomal RNA, partial 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 


Bacteroidetes; 


Flavobacteria; 


Flavobacteria; 


1806365 1806396 86 


1812485 1812516 86 


1823219 1823250 86 


1949519 1949550 86 


1958528 1958559 86 


1960081 1960112 86 


2063906 2063937 86 


2065430 2065461 86 


2066960 2066991 86 


2077701 2077732 86 


Propionibacteriaceae; Propionibacterium. 


137240 Bacteria_16S 
granulosum strain 


2079265 2079296 86 


DSM 20700 16S ribosomal RNA, 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 


137240 Bacteria_16S 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 


2080817 2080848 86 


Propionibacteriaceae; Propionimicrobium. 


137240 Bacteria_16S 


avidum strain DSM 4901 16S ribosomal RNA, partial sequence 


2082371 2082402 86 


Sphingobacteria; 


117 


117 


gi|219878332 


gi|219878328 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


sequence 1535864 153737 
Actinomycetales; 


sequence 
Actinomycetales; 


Fusobacteriaceae; 


Actinomycetales; 


Sphingobacteriales; 


sequence 1804913 180639 
Actinomycetales; 


ref |NR_027193.1 
Micrococcaceae 
ref |NR_024966.1 
Pseudonoc 


ref|NR_024965.1 
1537426 153893 
Pseudono 


ref |NR_025649.1 
1564412 156589 


ref|NR_025613.1 
05 Arthrobacter 
Micrococcaceae 
ref|NR_025598.1 

1625384 162685 
Micrococc 


ref |NR_025537.1 
1713828 171532 
Sphingobact 


ref |NR_025471.1 
Microc 


ref|NR_025467.1 


partial sequ 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 
ococcineae; 


; Kocuria. 
Saccharothrix 

5 Saccharothrix 

ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 

Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Oerskovia 
8 Oerskovia 
occineae; 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 


117 


117 


117 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


117 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


117 


LL 


it? 


117 


117 
Pp 


i17 


cme | 


gi|219878321 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219878229 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878223 
1957067 19585 


gi| 219878222 
1958616 19601 


gi|219878148 


6S ribosomal RNA, partial sequence 2062466 20639 


Flavobacteriales; Flavobacteriaceae; 


219878147 
654 


gi 


Flavobacteriaceae; 


219878146 
20655 


gi 


219878138 
sequence 
Actinomyc 


gi 


219878137 
sequence 


gi 
artial 


219878136 
sequence 


gi 


gi|219878135 


Curtobacterium. 


Micrococcineae; 


Micrococcineae; 


Micrococcineae; Micr 


Actinomycetales; Propionib 


Actinomycetales; Propion 


ref|NR_025460.1 
Microbacteriac 
ref |NR_025368.1 

1948071 194955 
Micrococcin 


ref |NR_025362.1 
65 Arthrobacter 
Micrococcaceae 
ref |NR_025361.1 
16 Arthrobacter 
Micrococcaceae 
ref |NR_025287.1 
37 Cellulophaga 
Cellulophaga. 
ref |NR_025286.1 
61 Cellulophaga 
Cellulophaga. 
ref|NR_025285.1 
12 2067008 Microc 


ref|NR_025277.1 
2076251 207775 
etales; Propioni 


ref|NR_025276.1 
2077807 207932 


ref|NR_025275.1 
2079371 208087 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Microbacterium 

0 Microbacterium 

eae; Microbacteriaceae; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 
Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Micrococcus 

occus antarcticus 

ococcaceae; Micrococcus. 
Propionibacterium 

6 Propionibacterium 

bacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


ref|NR_025274.1 


Propionibacterium 


2080923 2082426 Propionibacterium avidum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Propionibacterium. 


137240 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


137240 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


137240 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


137240 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


137240 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


137240 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


137240 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


137240 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


137240 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


137240 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


137240 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


137240 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


137240 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


137240 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


137240 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


137240 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


137240 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


137240 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


137240 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


137240 Bacteria_16S 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


137240 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


137240 Bacteria_16S 


strain IFO 16238 
Actinobacteria; A 


2200598 2200625 74 101 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2206629 2206656 74 101 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2209656 2209683 74 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2217182 2217209 74 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2279869 2279896 74 101 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2282891 2282918 74 101 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2332682 2332713 76 107 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


gi 


2366047 2366074 74 101 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2367557 2367584 74 101 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2479717 2479744 74 101 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481226 2481253 74 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482736 2482763 74 101 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484247 2484274 74 101 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485759 2485786 74 101 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487278 2487305 74 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488791 2488818 74 101 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490304 2490331 74 101 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491815 2491842 74 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2731323 2731350 74 101 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
2760995 2761026 86 117 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


2785123 2785154 86 117 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
Okibacterium. 

2839426 2839457 86 


v 


117 gi 


ctinobacteridae; Actinomycetales; Micr 


219857599 


2199190 22006 


219857593 


2208244 22096 


219857588 


2215772 22172 


219857547 


2278443 22799 


2364627 23660 


2478295 24797 


219857396 


2479798 24812 


219857395 


2481316 24827 


219857394 


2482825 24842 


219857393 


2484337 24857 


219857392 


2485849 24873 


219857391 


2487368 24888 


219857390 


2488881 24903 


219857389 


2490394 24918 


219857167 


2729867 27313 


ocystineae 
219857146 
ence 27595 
ales; Pseu 


219857127 
ial sequen 


, 


219856898 


16S ribosomal RNA, partial sequence 2837959 28394 


ococcineae 


137240 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; 


2845573 2845600 80 107 gi 
1 RNA, partial sequence 


219856894 


2844116 2845615 Borrelia sinica Bacteria; 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 


Actinomy 


ref|NR_025187.1| Mycoplasma mustelae 
37 Mycoplasma mustelae Bacteria; 


219857595|ref|NR_025183.1| Mycoplasma 
ence 2205220 2206668 Mycoplasma gallopavonis 
coplasma. 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


ref|NR_025135.1| Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 


219857545 |ref|NR_025133.1| Mycoplasma 
equence 2281465 2282930 Mycoplasma 
lasmataceae; Mycoplasma. 
219857508|ref|NR_025096.1| Helicobacter 

sequence 2331268 2332724 Helicobacter 
ria; Campylobacterales; Helicobacteraceae; 
219857483 |ref|NR_025071.1| Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


219857482|ref|NR_025070.1| Mycoplasma 

quence 2366137 2367596 Mycoplasma 
lasmataceae; Mycoplasma. 
219857397|ref|NR_024985.1| Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref |NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 
ref|NR_024795.1| Plesiocystis pacifica 
50 Plesiocystis pacifica Bacteria; 

; Nannocystaceae; Plesiocystis. 
ref|NR_024774.1| Actinokineospora 

56 2761026 Actinokineospora terrae 
donocardineae; Actinosynnemataceae; 


’ 


ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


Okibacterium 
8 Okibacterium 
ccineae; 


ref|NR_024717.1| Agromyces bracchium 

69 Agromyces bracchium Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_024713.1| Borrelia sinica strain 
Spirochaetes; 


137240 Bacteria_16S 
phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 
137240 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 


Nocardioidaceae; 


137240 Bacteria_16S 
faecitabidus stra 
faecitabidus Bact 


Rarobacteraceae; 


137240 Bacteria_16S 


hortensis strain 


hortensis Bacteri 
Intrasporangiacea 
137240 Bacteria_16S 


multipotens strai 
Bacteria; 


Bacteria; 


kamchatkensis Bac 
Desulfurella. 


137240 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 


Desulfofustis. 


137240 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


137240 Bacteria_16S 


strain DSM 7083 1 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


137240 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


137240 Bacteria_16S 


strain DSM 43045 


acetivorans strai 
Bacteria; Proteob 


137240 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


137240 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


137240 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


137240 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


137240 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


137240 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


137240 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


Proteob 
137240 Bacteria_16S 
propionica strain 
Proteob 
137240 Bacteria_16S 
kamchatkensis str 


2969252 2969283 86 117 gi 
in NM-1 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
eae; Microlunatus. 
3013402 3013433 86 117 gi 
n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 
3045277 3045308 86 117 gi 
in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 
3046809 3046840 86 117 gi 
HKI 0125 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Ornithinicoccus. 

3079939 3079966 80 107 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081515 3081542 80 107 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3083091 3083118 80 107 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


, 


qu 


v 


en 
el 


ce 
el 


er 


3238860 3238887 77 104 gi 
PerGlyS 16S ribosomal RNA, complete s 


ia; Proteobacteria; Deltaproteobacteria; 


3355596 3355627 86 117 gi 
rain CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 

3357157 3357188 86 


et 
ae 
117 gi 
oc 
3358721 3358752 86 117 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 
3360283 3360314 86 117 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3505073 3505104 86 


, 


117 gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3716337 3716364 74 101 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3753369 3753396 74 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3756395 3756422 74 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759417 3759444 74 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846945 
ue 


nce 


219846915 
ue 
Actinomyc 


nce 


219846892 


enc 
Act 


219846891 


enc 


219846869 


ce 
lal 


219846868 


lal 


219846867 
eq 


uen 
ia; 


219846762 
eq 


uen 
De 


219846680 
e sequen 
Actino: 


, 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
137240 Bacteria_16S 


occ 


219846678 
1 sequence 
e; Actinomycet 


219846677 
sequence 


Act 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
137240 Bacteria_16S 


ococc 
3589012 3589039 80 107 gi|219846517 
n A63 16S ribosomal RNA, partial sequence 35875 
acteria; Deltaproteobacteria; Desulfurellales; D 
3605930 3605969 74 113 gi| 219846503 
ATCC 33612 16S ribosomal RNA, partial sequence 
612 Bacteria; Bacteroidetes; Flavobacteria; Flav 
3690822 3690849 74 101 gi|219846444 


3689398 36908 


219846426 
3714904 37163 


219846397 
3751943 37534 


219846395 
3754983 37564 


219846393 
3757993 37594 


3760974 3761001 80 107 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia. 


219846392 
3759507 3761025 Borrelia coriaceae Bacteria; 


inomycet 


Actinomy 


e 
inomy 


e 


30784 
es; D 


30800 
es; D 


ce 


Desu 


ce 
sulfo 


ineae 


inomy 


ineae; 


ref |NR_026537.1 
2967820 296928 
cetales; Propion 


Microlunatus 
7 Microlunatus 
ibacterineae; 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


Marmoricola 
1 Marmoricola 
bacterineae; 


ref|NR_026484.1 
3043846 304530 
cetales; Microco 


Rarobacter 
9 Rarobacter 
ccineae; 


ref |NR_026483.1 
3045360 304685 
ales; Micrococci 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


, 


ref |NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


NR_026459.1 
3081609 308313 
lfurellales; Des 


ref|NR_026354.1 
3237371 323891 
bacterales; Desu 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


ref|NR_026272.1 
ce 3354134 335564 
mycetales; Micro 


Brachybacterium 
5 Brachybacterium 
coccineae; 


ref|NR_026271.1| Dermabacter hominis 
06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 
ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 
ales; Micrococcineae; 


NR_026269.1 
3358821 336033 
cetales; Microco 


Brachybacterium 
2 Brachybacterium 
ccineae; 


ref|NR_026165.1] Agromyces ramosus 
04 Agromyces ramosus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_026109.1| Desulfurella 

07 3589069 Desulfurella acetivorans 
esulfurellaceae; Desulfurella. 
ref|NR_026095.1| Capnocytophaga 
3604483 3605971 Capnocytophaga 
obacteriales; Flavobacteriaceae; 
ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025983.1| Borrelia coriaceae 


137240 Bacteria_16S 
michiganensis sub 


Actinomycetales; 
137240 Bacteria_16S 
strain Hh-2 16S r 
Proteobacteria; E 
137240 Bacteria_16S 
strain ATCC 29543 
Bacteria; Proteob 
137240 Bacteria_16S 
strain 165 16S ri 
Proteobacteria; E 
137240 Bacteria_16S 
acinonychis strai 
acinonychis Bacte 
Helicobacter. 
137240 Bacteria_16S 
strain ST1 16S ri 
Proteobacteria; E 
137240 Bacteria_16S 
strain CS1 16S ri 
Proteobacteria; E 
137240 Bacteria_16S 
strain CM2104 16S 


137240 Bacteria_16S 
strain KMM 3637 1 


137240 Bacteria_16S 
strain L532 16S r 
Firmicutes; Lacto 
137240 Bacteria_16S 
strain KPA 16S ri 
Firmicutes; Lacto 
137240 Bacteria_16S 
sanfranciscensis 
sanfranciscensis 
137240 Bacteria_16S 
strain 124-2 16S 
Firmicutes; Lacto 
137240 Bacteria_16S 
gastricus strain 
gastricus Bacteri 
137240 Bacteria_16S 
marinisedimentoru 
marinisedimentoru 
137240 Bacteria_16S 
versmoldensis str 
versmoldensis Bac 
137240 Bacteria_16S 
mindensis strain 
mindensis Bacteri 
137240 Bacteria_16S 
nivimaris strain 


3769876 3769907 86 117 gi|219846385|ref|NR_025976.1| Clavibacter 

species tessellarius strain 78181 16S ribosomal RNA, partial sequence 3768438 3769927 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; Clavibacter. 

3803054 3803085 76 107 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
ibosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3818393 3818424 76 107 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 

16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
acteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 

3819916 3819947 76 107 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
bosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3821451 3821482 76 107 gi|219846349|ref|NR_025940.1| Helicobacter 
n Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
ria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 

3822979 3823010 76 107 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
bosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3827561 3827592 76 107 gi|219846345|ref|NR_025935.1| Helicobacter felis 
bosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

4012566 4012597 86 117 gi|219846215|ref|NR_025805.1| Janibacter melonis 

ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 

4121425 4121456 86 117 gi|219846137|ref|NR_025727.1| Brevibacterium celere 

6S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 

17975 18001 81 107 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

95158 95184 81 107 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
bosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

165381 165407 81 107 gi|265678953|ref|NR_029261.1| Lactobacillus 
strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

345390 345416 81 107 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

413617 413643 81 107 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

516316 516342 75 101 gi|265678708|ref|NR_029013.1| Reinekea 
m strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
m Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

551595 551621 81 107 gi|265678685|ref|NR_028990.1| Lactobacillus 
ain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

612021 612047 81 107 gi|265678644|ref|NR_028949.1| Lactobacillus 
TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

613601 613627 75 101 gi|265678643|ref|NR_028948.1| Psychrobacter 
88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 


Bacteria; Proteob 
137240 Bacteria_16S 
strain Mll 16S ri 
Proteobacteria; G 
137240 Bacteria_16S 
silvestris strain 
silvestris Bacteria; 
137240 Bacteria_16S 
strain MOL361 16S 
Firmicutes; Erysi 
137240 Bacteria_16S 
strain D2-18 16S 

Firmicutes; Clost 
137240 Bacteria_16S 


628814 628840 75 


731779 731817 79 


Firmicutes; Bacillales; 
799659 799697 79 


1104592 1104618 75 


Clostridiales; 
1248400 1248441 75 


101 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


Enterobac 

117 gi| 265678561 
uence 

Planococcaceae; Soli 

117 gi| 265678513 

798207 79971 

elotrichac 

101 gi| 265678306 


ribosomal RNA, partial sequence 
ridia; 


117 


acteria; Gammaproteobacteria; Pseudomo 


gi 


627341 62884 


HR3-23 16S ribosomal RNA, partial seq 


1103152 11046 
Clostridiales Fa 


gi 


nadales; M 
265678633 


mily XIII. 
219857449 


orax 
ref 


ellaceae; Ps 
NR_028938.1 


teriaceae; Morga 
ref|NR_028865.1 

730321 731827 
bacillus. 
ref |NR_028816.1 
4 Turicibacter 
eae; Turicibacte 
ref|NR_028608.1 
21 Mogibacterium 

Incertae Sedis; 
ref|NR_025037.1 


hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 


ychrobacter. 
Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Solibacillus 
Solibacillus 


Turicibacter sanguinis 


sanguinis Bacteria; 


r. 

Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 


1246931 124845 


Neochlamydia 
9 Neochlamydia 


137240 Bacteria_16S 


Mi268 16S riboso 
Lactobacillales; 


137240 Bacteria_16S 


strain LMG 2210 1 


Proteobacteria; G 
137240 Bacteria_16S 


profundus strain 
Bacteria; Deinoc 


137240 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 
137240 Bacteria_16S 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillaceae; 


Firmicutes; 


paracasei subsp. 
paracasei subsp. 


strain ATCC 25258 
Bacteria; 


1288954 1288980 81 
mal RNA, partial sequence 
Weissella. 

1416006 1416032 81 


107 gi 


107 gi 


219846052 
1287447 1289004 Weissella 


224581448 


ref|NR_025642.1| Weissella soli strain 


soli Bacteria; Firmicutes; 


ref 


1437589 1437631 75 


6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; P 


117 


gi|224581430 


seudomonadaceae; 


NR_027230.1 
42 Pseudomonas ma 


ref |NR_027212.1 


Pseudomonas marginalis 
rginalis Bacteria; 


Pseudomonas. 


Oceanithermus 


506 16S ribosomal RNA, partial sequence 


1436136 1437633 Oceanithermus profundus 


Lactobacillales; 
137240 Bacteria_16S 


1478470 1478496 81 
1510172 1510198 81 
paracasei strain R094 
1526753 1526779 81 


Lactobacillales; 
1611694 1611720 81 


Roseisalinus. 


1651081 1651123 59 


137240 Bacteria_16S 
VKM B1479 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
137240 Bacteria_16S 


strain KMM 241 16 


1701608 1701634 75 
S ribosomal RNA, 


Rhizobiales; 


Proteobacteria; Gammaprote 


137240 Bacteria_16S 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
stellipolaris Bacteria; 


1861194 1861220 75 


Proteobacteria; 


Alteromonas. 


137240 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 
137240 Bacteria_16S 
LUH5832 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 
137240 Bacteria_16S 


schindleri strain 
schindleri Bacter 


strain CK58 16S r 
Firmicutes; Clost 


137240 Bacteria_16S 


strain SW-47 16S 
Proteobacteria; G 


taiwanensis strai 
taiwanensis Bacte 


137240 Bacteria_16S 
LMG 21017 16S ribosomal RNA, 


pantheris strain 
pantheris Bacteri 


137240 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


lagogenitalium st 
lagogenitalium Ba 


strain 462/2 16S 
Tenericutes; Moll 


strain CH 16S rib 
Tenericutes; Moll 


sulfidophilum str 
sulfidophilum Bac 


1870354 1870380 75 


1888860 1888902 23 


1973542 1973568 81 


ridia; Clostridiales; 


2102118 2102144 75 
2194511 2194553 75 


ria; 
2197587 2197613 81 


Firmicutes; 
2202110 2202136 75 


a; 


2203631 2203657 75 


2208155 2208181 75 


2211186 2211212 75 


2340158 2340196 79 


teria; Firmicutes; 


137240 Bacteria_16S 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; 


2355286 2355324 69 


Lactobacillales; 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
137240 Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
137240 Bacteria_16S 


Clostridia; 


ammaproteobacteria; Enterobacteriales; 


107 


107 


16S ribosomal RNA, 
paracasei Bacteria; Firmicutes; 
137240 Bacteria_16S 


107 


16S ribosomal RNA, partial sequence 
Firmicutes; 
137240 Bacteria_16S 

antarcticus strain EL-88 1 
antarcticus Bacteria; 


Lactobacillaceae; Lactobac 


107 


6S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


101 


101 


partial sequence 
obacteria; Alteromonadales; Alteromonad 


101 


Gammaproteobacteria; Alte 


101 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alteromonad 


65 


107 


ibosomal RNA, partial sequence 
Clostridiaceae; 


101 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 
137240 Bacteria_16S 


117 


n WR-30 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; Deinococci; 


107 


101 


101 


rain 12MS 16S ribosomal RNA, partial sequence 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; 
137240 Bacteria_16S 


101 


101 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
137240 Bacteria_16S 
ain BR4 16S ribosomal RNA, 


117 


complete sequence 
Clostridiales; 


107 


Lactobacillus. 


Lactobacillales; 


Xanthobacterace 


complete 
Lactobacillaceae 


Enterobac 


gi|219878440 


219846290 
partial 


gi 


219857499 
15252 


gi 


gi|219878469 


Rhodob 


gi| 219878442 
1649700 16511 


gi|219878407 
1700153 17016 


219878294 
sequenc 


gi 


gi|219878288 


gi|219878273 
Pseudom 
gi|219878213 
1972100 19735 


gi|219878121 
2100672 21021 
gi| 219857603 
Thermales; 


219857601 
sequence 


gi 
gi|219857598 
2200688 22021 


gi|219857597 


gi|219857594 
2206719 22081 


gi|219857592 


teriaceae; 
ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025880.1 


ref |NR_025087.1 


illus. 
ref|NR_025608.1 


occus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 
1460218 1460244 75 101 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 


Xenorhabdus. 


Lactobacillus spicheri 
spicheri Bacteria; 


Lactobacillus 


sequence 1508684 1510205 Lactobacillus 
Lactobacillaceae; 


Lactobacillus. 
Lactobacillus jensenii 


89 1526784 Lactobacillus jensenii 


Roseisalinus 


1610323 1611743 Roseisalinus 
acterales; Rhodobacteraceae; 


ref|NR_025581.1 
41 Labrys monachu 
ae; Labrys. 
ref|NR_025546.1 


Labrys monachus strain 
s Bacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


aceae; Glaciecola. 

ref |NR_025433.1] Alteromonas 
e 1859752 1861233 Alteromonas 
romonadales; Alteromonadaceae; 


ref|NR_025427.1 


aceae; 
ref |NR_025412.1 


onadales; 


ref|NR_025352.1 


ref |NR_025260.1 


aceae; 
ref|NR_025191.1 


Thermaceae; 
ref|NR_025189.1 


; Lactobacillus. 
ref|NR_025186.1 


Mycoplasma. 
ref|NR_025182.1 


ref|NR_025180.1 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
Glaciecola. 


Acinetobacter 


1887472 1888937 Acinetobacter 
Moraxellaceae; 


Acinetobacter. 
Clostridium akagii 


91 Clostridium akagii Bacteria; 
Clostridium. 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromonas. 


Meiothermus 


2193088 2194570 Meiothermus 
Meiothermus. 


Lactobacillus 


2196082 2197640 Lactobacillus 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma 


2202199 2203669 Mycoplasma 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cricetuli 


2209746 2211224 Mycoplasma cricetuli Bacteria; 


gi|219857502 


He 
219857491 


gi 


ref|NR_025090.1 


liobacteriaceae; 
ref|NR_025079.1 


Syntrophaceae; 


Heliobacterium 


2338702 2340214 Heliobacterium 


Heliobacterium. 
Desulfomonile 


2353808 2355330 Desulfomonile limimaris 
Syntrophobacterales; 


Desulfomonile. 


137240 Bacteria_16S 


strain MT-1077 16 
Firmicutes; 


strain CCUG 30811 
Bacteria; 
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Firmicutes; Bacil 


137240 Bacteria_16S 
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dichotomicum Bact 
137240 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


137240 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


137240 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


137240 Bacteria_16S 


collinoides strai 
collinoides Bacte 


137240 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


137240 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; 


hydrogenophilus s 
hydrogenophilus B 


137240 Bacteria_16S 


halophilus strain 
halophilus Bacter 


137240 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


137240 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; G 


137240 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


137240 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


137240 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


137240 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


137240 Bacteria_16S 


hydrothermalis st 


hydrothermalis Bacteria; Proteobacteria; Gammaproteobac 
Halothiobacillus. 
137240 Bacteria_16S 3879110 3879140 73 103 gi 


strain YT-1 16S r 


Deinococcus-Thermus; 
137240 Bacteria_16S 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
137240 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; G 


137240 Bacteria_16S 


strain 513A 16S r 
Spirochaetes; Spi 


137240 Bacteria_16S 


Lacto 
137240 Bacteria_16S 


Proteob 
137240 Bacteria_16S 


G 
137240 Bacteria_16S 


2405450 2405476 81 107 

S ribosomal RNA, partial sequence 

bacillales; Lactobacillaceae; Lactobac 

2446597 2446623 75 101 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 

2451154 2451192 79 117 gi 


gi 


lales; Thermoactinomycetaceae; Laceyel 
2454230 2454268 79 117 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2466278 2466304 81 107 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2642519 2642545 81 107 gi 
6S ribosomal RNA, part 
eltaproteobacteria; Desulfobacterales; 
2674111 2674137 81 107 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2946626 2946652 81 107 gi 
n JCM1123 16S ribosomal RNA, partial s 
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Co 
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acteria; Aquificae; Aquificales; Aquif 
3361860 3361898 79 117 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3438196 3438238 23 65 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3441215 3441257 23 65 gi 


ammaproteobacteria; Pseudomonadales; M 
3719316 3719342 75 101 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


3751854 3751880 75 101 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3754894 3754920 75 101 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3798584 3798610 75 101 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3816875 3816901 75 101 gi 
rain R3 16S ribosomal RNA, partial seq 


ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3896220 3896262 75 117 gi 
ribosomal RNA, complete sequence 


4068459 4068509 57 107 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
13338 13367 26 55 gi 
ibosomal RNA, partial sequence 
rochaetales; Brachyspiraceae; Brachysp 


gi 
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eq 
ob 


en 


eq 
a; 


qu 
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ue 
te 
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ira. 
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16S ribosomal RNA, partial sequence 2449732 24511 


la 
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hex 
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; Lactobac 
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ial sequence 2641027 26425 
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219857207 
sequence 
actobacill 

219856826 
uence 
acillace 
219856816 


2960112 2961625 Colwe 


lwellia. 
219846946 


6S ribosomal RNA, partial sequence 2966273 29677 


Enterobac 
219846926 
sequence 
icaceae; H 
219846676 
sequence 
e; Marinoc 
219846618 
ce 34368 
nadales; 
219846616 


6S ribosomal RNA, partial sequence 3439822 34412 
or 


axellace 
219846424 
uence 
Chromat 


219846398 
ence 
mataceae 
219846396 


3753459 37549 


219846364 


3797117 37986 
fous 


ricketts 
219846352 
nce 
ria; Chr 
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subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
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137240 Bacteria_16S 836370 836395 76 101 gi|265678489|ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

137240 Bacteria_16S 862083 862115 85 117 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
137240 Bacteria_16S 981542 981567 76 101 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 
137240 Bacteria_16S 2053342 2053374 85 117 gi| 219878157 |ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

137240 Bacteria_16S 2293448 2293473 76 101 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

137240 Bacteria_16S 2400846 2400871 76 PO) gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

137240 Bacteria_16S 2931378 2931440 1 65 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

137240 Bacteria_16S 2937463 2937488 76 101 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

137240 Bacteria_16S 3496106 3496138 85 117 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

137240 Bacteria_16S 3581210 3581258 59 107 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

137240 Bacteria_16S 3750316 3750349 70 103 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
strain A089 16S ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

137240 Bacteria_16S 149960 149988 79 107 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

137240 Bacteria_16S 198886 198910 83 107 gi| 265678931 |ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

137240 Bacteria_16S 232614 232642 79 107 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

137240 Bacteria_16S 369090 369118 85 113 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

137240 Bacteria_16S 399571 399599 89 117 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 


neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Noc 


ardia. 


137240 Bacteria_16S 405781 405813 85 117 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
137240 Bacteria_16S 574349 574381 85 LL7 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
137240 Bacteria_16S 624114 624146 85 LL gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
137240 Bacteria_16S 627232 627260 79 107 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 
137240 Bacteria_16S 690920 690952 75 107 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

137240 Bacteria_16S 810340 810404 1 65 gi| 265678506 |ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
137240 Bacteria_16S 1145502 1145550 1 49 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
137240 Bacteria_16S 1369462 1369490 79 107 gi|228718692|ref|NR_027575.1| Desulfovibrio 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
137240 Bacteria_16S 1405493 1405517 77 101 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

137240 Bacteria_16S 1543555 1543586 86 iL? gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
137240 Bacteria_16S 1832351 1832379 79 107 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 
137240 Bacteria_16S 1877970 1878002 85 L17 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
137240 Bacteria_16S 1993844 1993876 75 107 gi|219878200|ref|NR_025339.1| Serratia fonticola 
strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

137240 Bacteria_16S 1998472 1998504 75 107 gi| 219878197 |ref|NR_025336.1| Proteus vulgaris 
strain DSM 30118 16S ribosomal RNA, partial sequence 1997016 1998510 Proteus vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Proteus. 

137240 Bacteria_16S 2071623 2071647 79 103 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 
137240 Bacteria_16S 2610273 2610305 85 il? gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
137240 Bacteria_16S 2637875 2637899 75 99 gi|219857233|ref|NR_024861.1| Citrobacter farmeri 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 2636413 2637923 Citrobacter farmeri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

137240 Bacteria_16S 2720609 2720641 85 117 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 


R 


137240 Bacteria_16S 2922540 2922564 77 101 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

137240 Bacteria_16S 3040711 3040743 85 117 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 


strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

137240 Bacteria_16S 3219072 3219104 75 107 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 
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strain PG30 16S r 
Tenericutes; Moll 
137240 Bacteria_1 


strain MMP-1 16S 


Tenericutes; Moll 
137240 Bacteria_1 
columbinasale str 


columbinasale Bac 


137240 Bacteria_16S 
strain G122 16S r 


Tenericutes; Moll 


137240 Bacteria_16S 
thermoluteolus st 
thermoluteolus Ba 


Hydrogenophilus. 


137240 Bacteria_16S 
thalassica strain 
thalassica Bacter 


Methylophaga. 


137240 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 
Proteobacteria; 


strain DSM 9442 1 
Thermotogae; Ther 


137240 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


137240 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


137240 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


137240 Bacteria_16S 


brennaborense str 
brennaborense Bac 


137240 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


137240 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


137240 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


137240 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


137240 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


137240 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


137240 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 


G 
137240 Bacteria_16S 
DSM 2403 16S ribo 
G 


6S 2373563 2373590 74 101 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2375069 2375096 74 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2376579 2376606 74 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2378093 2378120 74 101 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2919377 2919428 1 52 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; 


3383134 3383157 75 98 
ATCC 33146 16S ribosomal RNA, 


gi 


3384672 3384695 75 98 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3439706 3439748 23 65 gi 


3452042 3452073 86 117 


gi 


motogales; Thermotogaceae; 
3593617 3593643 79 


Thermotoga. 

105 gi 
ridia; Clostridiales; Clostridiaceae; 
3692325 3692352 74 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4188933 4188956 32 55 gi 


osomal RNA, partial sequence 
rochaetales; 
130315 130341 86 112 

ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
186695 186717 79 101 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
313214 313236 79 101 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
320594 320632 79 117 gi 
ibosomal RNA, partial sequence 


gi 


360125 360154 86 116 gi 


Betaproteobact 


complet 
ia; Proteobacteria; Gammaproteobacteri 


219857478 


2372144 23736 


219857477 


2373653 23751 


219857476 


2375159 23766 


219857475 


2376676 23781 


2379691 23811 


219856844 
equence 
eria; 


219846661 
e 
a; 
219846660 
33832 


ci 
219846617 


somal RNA, partial sequence 3438312 3439771 Acine 
ammaproteobacteria; Pseudomonadales; M 
137240 Bacteria_16S 


or 
219846609 


6S ribosomal RNA, partial sequence 3450571 34520 


219846513 


6S ribosomal RNA, partial sequence 3592199 35936 
ostridiu 


cl 
219846443 


3690909 36923 


219846084 


6S ribosomal RNA, partial sequence 4187537 41889 


110499 11199 
Spirochaetaceae; Treponema. 


265678976 


128870 13034 


ae; Prevot 
265678939 


185230 18674 


elotrichac 
265678852 
equence 
ylococcus. 
265678847 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
137240 Bacteria_16S 


265678815 


Hydr 


sequence 
Thiotri 


ricketts 


axellace 


ref|NR_025066.1| Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 
ref|NR_025065.1| Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


6S 2379601 2379628 74 101 gi|219857474|ref|NR_025062.1| Mycoplasma 
ain 694 16S ribosomal RNA, partial sequence 2378183 2379640 Mycoplasma 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2381107 2381134 74 101 gi|219857473|ref|NR_025061.1| Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


ref|NR_024663.1 
2918000 291946 
ogenophilales; H 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026209.1 
tobacter lwoffii 
ae; Acinetobacter. 

ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Acinetobacter lwoffii 
Bacteria; 


ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 
m. 
ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref|NR_025674.1| Brachyspira pilosicoli 
98 Brachyspira pilosicoli Bacteria; 


rochaetales; Brachyspiraceae; Brachyspira. 

36271 36293 81 103 gi|265679040|ref|NR_029348.1| Treponema 
ain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
teria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

102900 102922 79 101 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

104410 104432 85 107 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
21 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 

111963 111989 81 107 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


ref|NR_029284.1| Prevotella dentalis 
1 Prevotella dentalis Bacteria; 
ella. 
ref|NR_029247.1| Clostridium ramosum 
8 Clostridium ramosum Bacteria; 


eae. 
ref|NR_029158.1] Staphylococcus 
311738 313264 Staphylococcus 


ref|NR_029152.1| Acholeplasma palmae 
0 Acholeplasma palmae Bacteria; 
eplasma. 
NR_029120.1 


ref Nesterenkonia lutea 


strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 


137240 Bacteria_16S 429050 429072 85 107 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

137240 Bacteria_16S 581792 581814 85 107 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

137240 Bacteria_16S 654581 654603 79 101 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

137240 Bacteria_16S 727295 727317 79 101 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

137240 Bacteria_16S 779763 779785 77 99 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
137240 Bacteria_16S 851335 851357 79 101 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

137240 Bacteria_16S 854317 854339 79 101 gi|265678477|ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 

137240 Bacteria_16S 906094 906116 79 101 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

137240 Bacteria_16S 1032090 1032112 85 107 gi| 265678357 |ref|NR_028659.1| Micromonospora 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 
137240 Bacteria_16S 1077441 1077467 91 


strain YLM-32 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


137240 Bacteria_16S 
strain JCM 4837 1 


1086459 1086481 85 


137240 Bacteria_16S 
1139 16S ribosomal RNA, 
Bacillales; Bacillaceae; Bacillus. 
137240 Bacteria_16S 1156076 1156098 79 
iheyensis HTE831 
Bacteria; Firmicutes; 
137240 Bacteria_16S 
mitsuokai DSM 158 
15897 Bacteria; F 
137240 Bacteria_16S 1272471 1272493 79 
2077 16S ribosomal RNA partial sequence 
Deltaproteobacteria; Desulfobacterales; 
137240 Bacteria_16S 1351439 1351461 85 


1088020 1088042 79 


Bacillales; 
1207639 1207661 79 


complete sequence 


117 


gi 


1075986 10774 


265678325 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyc 


1030633 1032114 Micromonospora 
etales; Micromonosporineae; 


ref|NR_028627.1| Rarobacter incanus 
78 Rarobacter incanus Bacteria; 


ococcineae; Rarobacteraceae; Rarobacter. 
107 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
81 Streptomyces tauricus Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
101 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
101 gi|253680753|ref|NR_028001.1| Oceanobacillus 


97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 


16S ribosomal RNA, partial sequence 1154576 11561 
Bacillaceae; 


00 Oceanobacillus iheyensis HTE831 


Oceanobacillus. 
101 gi|228715354|ref|NR_027526.1| Catenibacterium 
1206179 1207663 Catenibacterium mitsuokai DSM 
richales; Erysipelotrichaceae; Catenibacterium. 
101 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Desulfobacteraceae; Desulfonema. 
107 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 


DSM 43247 16S ribosomal RNA, partial sequence 


Bacteria; Actinob 
137240 Bacteria_16S 
inopinata strain 
Bacteria; 
137240 Bacteria_16S 
aridum subsp. 

Kibdelosporangium aridum subsp. 
Actinomycetales; Pseudonocardineae; 
137240 Bacteria_16S 1674051 1674073 85 
vancoresmycina st 


1632884 1632922 79 


1664958 1664980 85 


Pseudonocardiaceae; Amycolatopsis. 
137240 Bacteria_16S 1677071 1677093 85 
keratiniphila sub 


117 


107 


1349993 13514 


acteria; Actinobacteridae; Actinomycet 


gi 


143-02 16S ribosomal RNA, partial sequ 
Firmicutes; Erysipelotrichi; Erysipelotrichal 


gi 


largum strain SKF-AAD-609 16S ribosomal R 


ales; 
219878455 
ence 16314 
es; 
219878432 


Corynebacterineae; 


Erysipelot 


NA, partial sequence 


64 Gordonia bronchialis DSM 43247 
Gordoniaceae; Gordonia. 
ref|NR_025594.1| Erysipelothrix 

20 1632923 Erysipelothrix inopinata 
richaceae; Erysipelothrix. 
NR_025571.1| Kibdelosporangium 
1663507 1664980 


ref 


largum Bacteria; Actinobacteria; Actinobacteridae; 


107 


107 


Pseudonocardiaceae; 


gi 


rain ST101170 16S ribosomal RNA, parti 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; 


gi 


sp. nogabecina strain DSM 44586 16S ribo 


219878424 


Actinomycetales; 


somal RNA, p 


Kibdelosporangium. 
219878426 |ref|NR_025565.1| Amycolatopsis 
al sequence 1672599 1674076 Amycolatopsis 


Pseudonocardineae; 


ref Amycolatopsis 


167562 


NR_025563.1 


artial sequence 6 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Pseudonocardineae; 
137240 Bacteria_16S 


1678588 1678610 85 


107 


Pseudonocardiaceae; 


gi 


219878423 


decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 


Amycolatopsis. 


ref|NR_025562.1| Amycolatopsis 
1677147 1678610 Amycolatopsis 


137240 Bacteria_16S 


1687578 1687632 1 55 gi 


219878417 


ref|NR_025556.1 


Tepidiphilus 


margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 

137240 Bacteria_16S 1850758 1850798 77 117 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

137240 Bacteria_16S 2015284 2015314 77 107 gi|219878186|ref|NR_025325.1| Hyphomonas polymorpha 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

137240 Bacteria_16S 2025680 2025706 75 101 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

137240 Bacteria_16S 2060943 2060969 75 101 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

137240 Bacteria_16S 2099013 2099078 38 104 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

137240 Bacteria_16S 2121881 2121907 75 101 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 

137240 Bacteria_16S 2138521 2138551 75 104 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

137240 Bacteria_16S 2328255 2328277 85 107 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
137240 Bacteria_16S 2356863 2356897 74 107 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

137240 Bacteria_16S 2384183 2384205 85 107 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

137240 Bacteria_16S 2771514 2771540 91 117 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 


strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 27715 


Actinobacteria; A 


137240 Bacteria_16S 


ctinobacteridae; Actinomycetales; Coryne 


2890427 2890449 79 101 gi 


bacterin 


219856863 


strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 28904 


Firmicutes; Clost 


137240 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


137240 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


137240 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


137240 Bacteria_16S 


strain DSM 44140 
Actinobacteria; A 


137240 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


137240 Bacteria_16S 


ridia; Clostridiales; Eubacteriaceae; Eu 
3031537 3031559 79 101 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3104023 3104045 85 107 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3176555 3176577 85 107 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


3322120 3322142 85 


el 


qu 


v 


s 


107 gi 


ctinobacteridae; Actinomycetales; Coryne 
3325173 3325195 85 107 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 

3329740 3329762 85 107 gi 


qu 
ti 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Dactylosporangium. 

137240 Bacteria_16S 


en 
al 
3331269 3331291 85 


107 gi 


bacteriu 


219846903 
3030089 30315 


otrichac 


219846853 


ence 
Actinomy 


219846804 


equence 


Actinomyc 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


bacterin 


219846702 


ence 
nomyceta 


219846699 


ce 33282 
es; Micr 


219846698 


strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 33312 


Actinobacteria; Actinobacteridae; Actinomycetales; Microm 


onospori 


137240 Bacteria_16S 3341827 3341849 85 107 gi 
DSM 803 16S ribosomal RNA, partial sequence 


219846690 
3340376 3341852 Micromonospora rosaria Bacteria; 


Nocardiacea 
NR_024682.1 


eae; 
ref 


Mm. 

ref |NR_026495.1 
eae. 
ref |NR_026445.1 
102586 310404 


cetales; Micromo 


w 


ref|NR_026396.1 

3175122 317658 
etales; Coryneba 
ref |NR_026297.1 
eae; Gordoniacea 
ref |NR_026294.1 
3323723 332519 
les; Micromonosp 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ref|NR_026290.1 


neae; Micromonos 


ref 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Corynebacterium 
0 Corynebacterium 


cterineae; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium fulvum 


Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 


NR_026282.1 


Micromonospora rosaria 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


137240 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


137240 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


137240 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


137240 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


137240 Bacteria_16S 


strain DSM43338 
Actinobacteria; A 


137240 Bacteria_16S 


strain DSM 4954 1 
Actinobacteria; A 


137240 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


137240 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


137240 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


137240 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


137240 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


137240 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


137240 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


137240 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


137240 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


137240 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


137240 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


137240 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


137240 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


137240 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


137240 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


3344874 3344896 85 107 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3346401 3346423 85 107 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3347927 3347949 85 107 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3349453 3349475 85 107 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3474899 3474921 85 107 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3476422 3476444 85 107 gi 


ctinobacteridae; Actinomycetales; Cory 
3477948 3477970 85 107 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 
3500620 3500642 79 101 gi 
Cetoba 
gi 


obacteriales; Fusobacteriaceae; 
3533931 3533959 79 107 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3551013 3551035 79 101 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3812252 3812274 79 101 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
4080695 4080721 81 107 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4136635 4136661 81 107 gi 
rain MQ-4 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Entom 
4138201 4138227 81 107 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4141333 4141359 81 107 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4142897 4142923 81 107 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4144463 4144489 81 107 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4146030 4146056 81 107 gi 
ain LD-1B 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
4149160 4149186 81 107 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4150715 4150741 81 107 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4153709 4153735 81 107 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 


137240 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


6S ribosomal RNA, partial sequence 3474975 34764 


16S ribosomal RNA, partial sequence 3499171 35006 


3532506 35339 


4079234 40 


4136739 41 


4141437 41429 


4143001 41445 


4147699 41 


4149264 41 


4152247 41 


219846688 
33434 
ales; Micr 
219846687 
e 33449 


ales; Micr 


219846686 
ce 33464 
ales; Micr 


219846685 

33480 
ales; Micr 
219846593 
34734 
nebacterin 
219846592 


nebacterin 
219846591 
al sequenc 
e; Actinom 


219846576 


cterium. 
219846554 


Sarcina. 

219846543 
tial seque 
idiales; C 
219846355 
38107 
e; Carnoba 
219846166 
807 
taceae; Sp 
219846123 
equence 
oplasmatal 
219846122 
382 
taceae; Sp 
219846120 
equence 
asmatales; 
219846119 


taceae; Sp 
219846118 


taceae; Sp 
219846117 
equence 
plasmatale 
219846115 
492 
Sp 
114 
507 
Sp 
112 
537 
Sp 
111 


taceae; 
219846 


taceae; 
219846 


taceae; 
219846 


4155274 4155300 81 107 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 


ref |NR_026280.1 
22 3344899 Micro 
omonosporineae; 


ref |NR_026279.1 
50 3346425 Micro: 
omonosporineae; 


ref |NR_026278.1 
76 3347951 Micro: 
omonosporineae; 


ref |NR_026277.1 
02 3349477 Microm 
omonosporineae; 


ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026184.1 


eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ycetales; Coryne 


ref|NR_026168.1 
73 Cetobacterium 


ref |NR_026146.1 


ref 
nce 


NR_026135.1 

354957 
lostridiaceae; C 
ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025756.1 


lasma. 
NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


irop 
ref 


rs 


es; 
ref 


lasma. 
ref|NR_025710.1 

4139871 414138 
Spiroplasmatace 
ref|NR_025709.1 


irop 


lasma. 
NR_025708.1 


irop 
ref 


lasma. 
ref|NR_025707.1 

4144567 414608 
s; Spiroplasmata 
ref|NR_025705.1 


irop 


iroplasma. 
ref|NR_025704. 
68 Spiroplasma 
iroplasma. 
ref|NR_025702. 
62 Spiroplasma 
iroplasma. 


taceae; Sp 


m 


m 


m 


Micromonospora 
onospora inositola 
Micromonosporaceae; 


Micromonospora 
onospora aurantiaca 
Micromonosporaceae; 


Micromonospora 
onospora halophytica 
Micromonosporaceae; 


Micromonospora 
lonospora coerulea 
Micromonosporaceae; 


Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 

Cetobacterium ceti 

ceti Bacteria; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Clostridium 
2 3551038 Clostridium 
lostridium. 
Carnobacterium 
acterium funditum 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma helicoides 


helicoides Bacteria; 


Spiroplasma diminutum 


diminutum Bacteria; 


ref|NR_025701.1 


iroplasma. 


Spiroplasma culicicola 


4153813 4155327 Spiroplasma culicicola Bacteria; 


137240 Bacteria_16S 
strain EC-1 16S r 


Tenericutes; Moll 


137240 Bacteria_16S 


4156840 4156866 81 107 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4159971 4159997 81 107 


gi 


gi 


4155378 41568 
Spiroplasma 


strain CCH 16S ri 


bosomal 


RNA, partial sequence 


4158509 41600 


219846110 


taceae; Sp 
219846108 


ref 


irop 
ref 


NR_025700.1 


lasma. 
NR_025698.1 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Tenericutes; Moll 


137240 Bacteria_16S 
alleghenense stra 
alleghenense Bact 
137240 Bacteria_16S 


strain PIMN-1 16S 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; E 
137240 Bacteria_16S 11861 11882 86 107 gi| 265679056 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Des 
Desulfovibrio. 

137240 Bacteria_16S 24087 24108 34 55 gi| 265679048 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

137240 Bacteria_16S 33361 33382 86 107 gi| 265679042 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacterium. 

137240 Bacteria_16S 159312 159333 86 107 gi| 265678957 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 

arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Microbacteriaceae; Microbacterium. 

137240 Bacteria_16S 217504 217525 86 107 gi| 265678918 


strain SH 106 16S 
Planctomycetes; P 


137240 Bacteria_16S 


strain Benl104 16S 


strain CC-1 16S r 
Thermotogae; Ther 


137240 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


137240 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


137240 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


137240 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 


Saccharospirillum. 
137240 Bacteria_16S 


strain HKI 0120 1 


icutes; 


Entomoplasmatales; 


Spiroplasmataceae; 


Sp 


iroplasma. 


4161537 4161563 81 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; 

4185847 4185925 23 101 
ribosomal RNA, partial sequence 


107 gi 


gi 


ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
252696 252725 74 103 gi 
ribosomal RNA, partial sequence 


331455 331492 80 117 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
452115 452152 80 117 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
488845 488866 75 96 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
589273 589302 1 30 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
605845 605866 75 96 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


gi 


636378 636399 86 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


137240 Bacteria_16S 


strain HKI 0119 1 


637909 637930 86 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


137240 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


137240 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


137240 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


137240 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


137240 Bacteria_16S 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 


695506 695527 86 107 gi 
in DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; Plancto 


929291 929320 76 104 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1021473 1021494 79 100 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1023025 1023046 79 100 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1133426 1133447 86 107 gi 


Entomop 


4184459 41859 


216053 21755 


251300 25272 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
137240 Bacteria_16S 
329993 33159 


450666 45216 


587905 58931 


6S ribosomal RNA, partial sequence 634924 63640 
ococcineae; 


6S ribosomal RNA, partial sequence 636453 63793 
ococcineae; 


1019984 10214 


219846107 
equence 
la 

219846086 


nctomyceta 
265678894 


hodobacter 
265678840 


265678753 


265678726 
ce 48737 
irillales; 
265678660 


rkholderia 
265678648 
ence 60442 
irillales; 


265678627 


265678626 


265678586 
sequence 
mycetacia; 


265678426 
nce 92790 
terales; R 
265678364 


occus. 
265678363 
e sequence 
tococcacea 
253680768 


smatales; 


ref 


rs 


v Sp 
ref 


ceae 
ref 


acea 
ref 


ref 


ref 


Mar 
ref 


ceae 
ref 


Sac 
ref 


; iIn 
ref 


7 iIn 
ref 


Pla 
ref 


hodo. 
ref 


160075 41615 


49 Entomoplasma 


1 488866 Marin 


0 Burkholderia 


0 605869 Sacch 


694091 69553 


3 929320 Roseo 


95 Streptococcus 


NR_025697.1 
9 
iroplasmatac 
NR_025676.1 


; Blastopire 
NR_029202.1 


e; Amaricocc 
NR_029145.1 


NR_029058.1 


NR_029031.1 
° 
inomonas. 
NR_028965.1 
; Burkholder 
NR_028953.1 
a 
charospirill 
NR_028932.1 


trasporangia 
NR_028931.1 


trasporangia 
NR_028891.1 
7 
nctomycetale 
NR_028728.1 

Vv 
bacteraceae; 
NR_028666.1 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Entomoplasma luminosum 


luminosum Bacteria; 


ntomoplasma. 
ref |NR_029364.1| Desulfovibrio 
10342 11910 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 
ref |NR_029356.1| Clostridium 
24226 Clostridium orbiscindens 
Clostridium. 
ref |NR_029350.1| Microbacterium 
33385 Microbacterium flavescens 
ococcineae; Microbacteriaceae; 
ref|NR_029265.1| Microbacterium 
157869 159336 Microbacterium 
etales; Micrococcineae; 
ref|NR_029226.1| Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Marinomonas 
monas ushuaiensis 


Burkholderia tropica 


tropica Bacteria; 


ia. 

Saccharospirillum 
rospirillum impatiens 
aceae; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Planctomyces 
Planctomyces 

s; Planctomycetaceae; 


Roseovarius 
arius nubinhibens 
Roseovarius. 
Streptococcus gordonii 
gordonii Bacteria; 


ref|NR_028665.1] Streptococcus 
1021546 1023060 Streptococcus 

e; Streptococcus. 

ref|NR_028016.1| Brevibacterium 


1131955 1133449 Brevibacterium sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


137240 Bacteria_16S 


1178798 1178827 26 


55 


DSM 12563 16S ribosomal RNA, partial sequence 


Bacteria; 
137240 Bacteria_16S 


Spirochaetes; 


1206105 1206126 80 


101 


DSM 13279 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; 


Collinsella. 
137240 Bacteria_16S 


Coriobacteridae; 


1336108 1336145 80 


Coriobacteriales; 


117 


strain SJ95 16S ribosomal RNA, partial sequence 


Thermotogae; 
137240 Bacteria_16S 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 15420 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Thermotogales; 


Thermotogaceae; 
1541998 1542026 89 


Actinosynnemataceae; Actinokineospora. 


137240 Bacteria_16S 
strain 534-30 16S 
Planctomycetes; 
137240 Bacteria_16S 


2012373 2012394 86 


3007431 3007452 86 


117 


107 


ribosomal RNA, partial sequence 
Planctomycetacia; Planctomycetales; Planctomycetaceae; 


107 


strain 801 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


137240 Bacteria_16S 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 30694 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
137240 Bacteria_16S 
resistens strain 


Microbacterium. 
137240 Bacteria_16S 
strain DSM 44267 


137240 Bacteria_16S 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
137240 Bacteria_16S 


acetireducens strain DSM 10703 16S ribosomal RNA, partial 
acetireducens Bacteria; 


137240 Bacteria_16S 
testaceum strain 


Microbacterium. 
137240 Bacteria_16S 
strain DSM 7486 1 


137240 Bacteria_16S 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


hibernum Bacteria; 
137240 Bacteria_16S 
strain ATCC 29799 
Bacteria; 
137240 Bacteria_16S 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


ulcerans Bacteria; 


Bacteroidetes; 


3069437 3069458 86 


3116057 3116078 86 


3153689 3153710 86 


3399662 3399683 86 


3483886 3483907 86 


Firmicutes; 
3508118 3508139 86 


3515730 3515751 86 


3844153 3844174 86 


4193543 4193564 34 


Bacteroidia; 
118233 118264 85 


Corynebacteriaceae; Corynebacterium. 


137240 Bacteria_16S 


121253 121273 86 


Clostridia; 


107 


107 


DMMZ 1710 16S ribosomal RNA, partial sequence 
resistens Bacteria; Actinobacteria; Actinobacteridae; Act 


107 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; 


107 


107 


107 


DSM 20166 16S ribosomal RNA, partial sequence 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


107 


6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


107 


Flavobacteria; 


55 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


117 


106 


strain 136 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


137240 Bacteria_16S 
strain HTCC2597 1 


137240 Bacteria_16S 


strain HTCC2506 16S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadace 


137240 Bacteria_16S 


histaminiformans strain MR2 16S ribosomal RNA, partial 
histaminiformans Bacteria; 


137240 Bacteria_16S 


379662 379690 76 


439890 439910 76 


736305 736329 83 


Firmicutes; 
837878 837910 85 


strain S1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


137240 Bacteria_16S 


1044387 1044418 85 


104 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


96 


107 


Clostridia; 


117 


117 


gi|228718030 


1177428 11788 
Spirochaetales; Brachyspiraceae; 


gi] 228715355 


1204671 1206128 Collinsella 
Coriobacterineae; 


gi|228721489 


1334683 13361 
Petrotoga. 


gi| 219857375 


gi|219878188 


gi|219846919 
3005987 30074 
gi|219846876 


gi|219846845 


gi|219846820 


219846646 
sequence 


gi 


gi|219846587 
cl 


gi|219846571 


gi|219846566 


gi| 219846333 
Flavobacteriales 

gi| 219846080 
41921 
Bacteroidace 
gi| 265678984 


gi| 265678982 
119823 12132 


gi| 265678802 


gi| 265678762 


265678558 

sequence 

Clostridiales; 
gi| 265678488 
836449 83791 


gi 


Actinomycetales; 


2010901 20124 


Actinomycetales; 


inomycetales; 


Actinomycetales; 


sequence 3482431 34839 
Clostridiales; 


ref|NR_027570.1 


ref|NR_027527.1 


ref|NR_027612.1 


ref |NR_024963.1 


4 


ref|NR_025327.1 
04 Planctomyces 


ref |NR_026511.1 


ref|NR_026468.1 


6 


ref 
3 


NR_026437.1 
114620 311608 


ref|NR_026412.1 


ref |NR_026238.1 

3398202 339968 
Micrococ 
ref|NR_026179.1 
3 
ostridiaceae; Cl 
ref |NR_026163.1 

3506673 350814 
Micrococci 


ref|NR_026158.1 
54 Rathayibacter 
Microbacteriac 
ref |NR_025923.1 

3842717 384417 
; Flavobacteriac 
ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides. 
ref |NR_029292.1 
16781 118270 
Corynebacte 


R 


les; 


ref|NR_029290.1 
; Cellulomonadac 
ref|NR_029107.1 


aceae; Oceanicol 
ref |NR_029067.1 


ae; Fulvimarina. 
ref |NR_028862.1 

734793 736329 
Veillonellaceae 
ref|NR_028791.1 


eae; Nocardiacea 


gi| 265678349 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 
Brachyspira. 


Collinsella stercoris 


stercoris DSM 13279 
Coriobacteriaceae; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Actinokineospora 
4 Actinokineospora 


Pseudonocardineae; 


Planctomyces maris 


maris Bacteria; 
Planctomyces. 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 
Microbacteriaceae; 


Frigoribacterium. 
Microbacterium 
0 Microbacterium 


Micrococcineae; 


Microbacterium 
0 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


Terracoccus. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Clostridium 

2 Clostridium 

ostridium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Bacteroides capillosus 
oides capillosus 


Corynebacterium 
Corynebacterium 


rineae; 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 


eae; Cellulomonas. 
Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Allisonella 
Allisonella 

; Allisonella. 
Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 


ref |NR_028651.1 


Nocardia higoensis 


strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


137240 Bacteria_16S 


indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
137240 Bacteria_16S 
intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 
137240 Bacteria_16S 
strain ELCA-2 16S 


Tenericutes; Mollicutes; 


137240 Bacteria_16S 


1094166 1094186 76 


1204598 1204618 81 


1279755 1279783 79 


1513038 1513074 1 


96 


101 


107 


ribosomal RNA, partial sequence 


Entomoplasmatales; Entomoplasmataceae; 


37 


strain 8025 16S ribosomal RNA, partial sequence 


Proteobacteria; 
137240 Bacteria_16S 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


1532816 1532847 85 


Micromonosporaceae; Micromonospora. 


137240 Bacteria_16S 
strain IBS S6874 
Proteobacteria; 

137240 Bacteria_16S 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


Pseudonocardiaceae; 
137240 Bacteria_16S 


1646572 1646636 1 


1951064 1951095 85 


2288884 2288912 79 


117 


65 


117 


107 


strain L1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


137240 Bacteria_16S 


cateniformis strain JCM 10604 16S ribosomal RNA, partial 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; 


Coprobacillus. 
137240 Bacteria_16S 
cineracea strain 


Streptomycetaceae; 
137240 Bacteria_16S 


2818261 2818281 81 


2844014 2844045 85 


SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Kitasatospora. 


3139966 3139994 75 


Entomoplasmatales; 


Entomoplasmataceae; 


101 


117 


complete sequence 


103 


strain GY-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
137240 Bacteria_16S 
strain CE2203 16S 
Proteobacteria; 
137240 Bacteria_16S 


chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 
chliarophilus Bacteria; 


137240 Bacteria_16S 
strain Td-21 16S 
Proteobacteria; 

137240 Bacteria_16S 


strain BARC 857 16S ribosomal RNA, partial sequence 4163118 41646 
Tenericutes; Mollicutes; 


137240 Bacteria_16S 


grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 417528 
Entomoplasmatales; 


grammopterae Bacteria; 
137240 Bacteria_16S 


strain CHPA-2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


137240 Archaea_16S 
zilligii strain 
Archaea; 
137240 Archaea_16S 


solfataricus strain IFO 15331 16S ribosomal RNA, partial sequence 
solfataricus Archaea; Crenarchaeota; Thermoprotei; 


137240 Archaea_16S 


helgesonii strain PI1 16S ribosomal RNA, partial sequence 
Thermococcales; 


Archaea; 
137240 Archaea_16S 
strain JA-1 16S 
Euryarchaeota; 

137240 Archaea_16S 


profundus strain AV18 16S ribosomal RNA, partial sequence 


Deinococci; 


Euryarchaeota; 


Thermococci; 


3173431 3173495 1 


3390630 3390658 75 


3856154 3856218 1 


4164566 4164594 79 


4175247 4175275 79 


Thermales; 


Deinococcus-Thermus; 


Entomoplasmatales; 


65 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


103 


Deinococci; Thermales; 


65 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


107 


Entomoplasmataceae; 


107 


Tenericutes; Mollicutes; 


4181400 4181428 79 


1426 1463 80 


10325 10352 80 


16211 16238 80 


Thermococci; 


19243 19270 80 


23657 23684 80 


Entomoplasmatales; 


107 


117 


107 


107 


ribosomal RNA, partial sequence 
Thermococcales; 


107 gi| 265678749 |ref 
17817 19270 

Thermococcaceae; Pyrococc 

107 gi| 265678632 |ref 
22211 


gi 


gi 


13280 16S ribosomal RNA, partial sequence 


Coriobacteridae; Coriobacteriales; 


gi 
12 


gi 
15 


gi 


gi 


16S ribosomal RNA, partial sequence 1645204 16466 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


gi 


gi 
22 


gi 


gi 


gi 


3138565 31400 
Thermaceae; 


gi 


gi 


gi 


265678314 |ref 


228715356|ref 


219846093|ref 


219878127 


ref 


219857427 |ref 


219878446 |ref 


219878228 |ref 


219857540|ref 


219856912 
sequence 


ref 


219856895 |ref 


219846829 |ref 


Meiothermus. 


1092739 109419 


Rhodospirillales; Ac 


1203162 1204620 Colli 
Coriobacterine 


Actinomycet 


1949601 195111 
Actinomycetales; 


2816799 281828 


2842551 284406 


NR_028616.1 


NR_027528.1 


NR_025683.1 


NR_025266.1 


NR_025015.1 
153135 


NR_025585.1 


NR_025367.1 
Pseudon 


NR_025128.1 


NR_024733.1 
Erysipelo 
NR_024714.1 
; Streptomyc 


NR_026421.1 


n 


Histophilus. 


Acetobacter 


2 Acetobacter 
etobacteraceae; 


Collinsella 


sella intestinalis DSM 
ae; 


Coriobacteriaceae; 


Mesoplasma corruscae 


78319 1279803 Mesoplasma corruscae Bacteria; 
Mesoplasma. 


Histophilus somni 


11717 1513077 Histophilus somni Bacteria; 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Micromonospora 


9 1532864 Micromonospora 
ales; Micromonosporineae; 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 
Aeromonas. 


Pseudonocardia 


2 Pseudonocardia 
ocardineae; 


Mesoplasma florum 


87434 2288933 Mesoplasma florum Ll Bacteria; 
Mesoplasma. 


Coprobacillus 


3 Coprobacillus 
trichaceae; 


Kitasatospora 


5 Kitasatospora 
ineae; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


219846806 |ref|NR_026398.1| Thiorhodococcus minor 
3172065 3173514 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 
219846652|ref|NR_026244.1| Meiothermus 
3389244 3390664 Meiothermus 
Thermaceae; Meiothermus. 
219846325|ref|NR_025915.1| Azoarcus tolulyticus 
3854781 3856237 Azoarcus tolulyticus Bacteria; 
Azoarcus. 
219846105|ref|NR_025695.1| Mesoplasma tabanidae 


gi 


gi 


gi 


gi 


Kl 16S ribosomal RNA, partial sequence 
Crenarchaeota; Thermoprotei; Desulfurococcales; 


gi 


gi 


4179947 41814 
Entomoplasmataceae; Mesop 


Sulfolobales; 


Mesop 
219846097 |ref 


En 
ref 


219846092 


265679008 | ref 
Desulfurococ 
265678822 


Sulf 
265678754 |ref 


14826 


dl 1463 


8883 


16263 
Thermococcaceae; 


lasma. 
NR_025687.1 


tomoplasmata 
NR_025682.1 


lasma. 
NR_029316.1 
Sulfop 
caceae; Sulf 
NR_029127.1 
10377 

olobaceae; S 
NR_029059.1 
Palaeo 
Palaeococcu 
NR_029054.1 


us. 


23710 


7 


NR_028937.1 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 
Mesoplasma 


ceae; Mesoplasma. 


Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Sulfophobococcus 


hobococcus zilligii 
ophobococcus. 


Sulfolobus 
Sulfolobus 


ulfolobus. 


Palaeococcus 


coccus helgesonii 
s. 


Pyrococcus horikoshii 


Pyrococcus horikoshii Archaea; 


Archaeoglobus 


Archaeoglobus profundus 


Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 


137240 Archaea_16S 


strain 7 16S rib 
Thermoprotei; Su 


137240 Archaea_16S 


thermophilus CR- 
Archaea; Euryarc 


137240 Archaea_16S 


liminatans GKZPZ 


Euryarchaeota; M 
137240 Archaea_16S 


Opfikon 16S ribo 
Methanomicrobia; 


137240 Archaea_16S 


petrolearius SEB 
Archaea; Euryarc 


137240 Archaea_16S 
16S ribosomal RNA, partial sequence 101190 1 


hakonensis H01-1 
Crenarchaeota; T 


137240 Archaea_16S 


LEI 10 16S ribos 
Thermoprotei; Su 


137240 Archaea_16S 


kodakarensis KOD 
Archaea; Euryarc 


137240 Archaea_16S 


K-3 16S ribosoma 
Thermococci; The 


137240 Archaea_16S 


peptonophilus JC 
9653 Archaea; Eu 


137240 Archaea_16S 


blatticola PA 16 
Archaea; Euryarc 


137240 Archaea_16S 


semesiae MD1 16S 
Euryarchaeota; M 


137240 Archaea_16S 


thioreducens OGL 
Archaea; Euryarc 


137240 Archaea_16S 


hollandica DMS1 
Archaea; Euryarc 


137240 Archaea_16S 


chikugoensis MG6 
Archaea; Euryarc 


137240 Archaea_16S 


halotolerans str 
halotolerans Arc 
Methanocalculus. 


137240 Archaea_16S 


strain PL-19 16S 
Crenarchaeota; T 


137240 Archaea_16S 


palmolei DSM 427 
Archaea; Euryarc 


137240 Archaea_16S 


thermophilus M 1 
Archaea; Euryarc 


137240 Archaea_16S 


thermoflexus IDZ 
Archaea; Euryarc 


137240 Archaea_16S 


subterraneum A8p 
Archaea; Euryarc 


137240 Archaea_16S 


thermautotrophic 
thermautotrophic 
Methanothermobac 


137240 Archaea_16S 


GSS1 16S ribosom 
Euryarchaeota; T 


Sulfolobacea 
107 gi 


hermoprotei; Sulfolobales; 
104129 104156 80 
omal RNA, partial sequence 
lfolobales; Sulfolobaceae; Acidianus. 
111725 111752 80 107 gi 
1 16S ribosomal RNA, partial sequence 
haeota; Thermococci; Thermococcales; 
131294 131321 80 107 

1 RNA, partial sequence 
rmococcales; Thermococcaceae; Thermococ 
135778 135805 80 107 gi 
M 9653 16S ribosomal RNA, partial seque 
ryarchaeota; Thermococci; Thermococcale 
149096 149123 80 107 gi 
S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanosarcina 
152098 152125 80 107 gi 
ribosomal RNA, partial sequence 
ethanomicrobia; Methanosarcinales; Meth 
156646 156673 80 107 gi 
-20P 16S ribosomal RNA, partial sequenc 
haeota; Thermococci; Thermococcales; Th 
164173 164200 80 107 gi 


Th 
gi 


haeota; Methanomicrobia; Methanosarcina 
193880 193907 80 107 gi 
2 16S ribosomal RNA, partial sequence 

haeota; Methanomicrobia; Methanomicrobi 
207218 207245 80 107 gi 
ain SEBR 4845 16S ribosomal RNA, partia 
haea; Euryarchaeota; Methanomicrobia; M 


211785 211812 80 107 

ribosomal RNA, complete sequence 
hermoprotei; Desulfurococcales; Pyrodic 
60721 60747 81 107 gi 
3 16S ribosomal RNA, partial sequence 

haeota; Methanomicrobia; Methanomicrobi 
65074 65096 85 107 gi 
6S ribosomal RNA, partial sequence 
haeota; Methanobacteria; Methanobacteri 
66573 66595 85 107 gi 


gi 


haeota; Methanobacteria; Methanobacteri 
69554 69576 85 Log gi 


haeota; Methanobacteria; Methanobacteri 
77104 77126 85 107 gi 
us Marburg 16S ribosomal RNA, partial s 
us Archaea; Euryarchaeota; Methanobacte 
ter. 


147616 147642 81 
al RNA, partial sequence 
hermoplasmata; 


107 gi 


Thermoplasmatales; 


39675 39702 80 107 gi| 265678307 
osomal RNA, partial sequence 38233 39727 Sulfo 
lfolobales; Sulfolobaceae; Sulfolobus. 

56243 56270 80 107 gi| 254971238 
1 16S ribosomal RNA, partial sequence 54850 
haeota; Methanomicrobia; Methanomicrobiales; Meth 

59240 59267 80 107 gi| 254971336 

16S ribosomal RNA, partial sequence 57845 59274 
ethanomicrobia; Methanomicrobiales; Methanomicrob 

75566 75593 80 107 gi| 254971324 
somal RNA, partial sequence 74149 75620 Metha 

Methanosarcinales; Methanosaetaceae; Methanosaet 

78595 78622 80 107 gi| 254971322 
R 4847 16S ribosomal RNA, partial sequence 77203 
haeota; Methanomicrobia; Methanomicrobiales; Meth 

102617 102644 80 107 gi| 254971304 


102701 104162 Acidi 


129880 131321 T 


147697 1 


150703 1 


16S ribosomal RNA, partial sequence 162778 1 


210342 21183 


63680 


16S ribosomal RNA, partial sequence 65162 


16S ribosomal RNA, partial sequence 68161 


0265 
e; Metallo 
254971303 


254971298 
11029 
ermococcac 
254971278 
herm 
cus. 
254971275 
nce 13436 
s; Thermoc 
254971266 
4914 
les; Metha 
254971264 
5215 
anosarcina 
254971261 
e 15524 
ermococcac 
254971256 
6422 
les; Metha 
254971234 

19248 
ales; Meth 
219857242 
1 sequence 
ethanomicr 


219846343 


tiaceae; P 
254971335 
59325 
ales; Meth 
254971332 
65111 
ales; Meth 
254971331 
66615 
ales; Meth 
254971329 
69596 
ales; Meth 
254971323 
equence 

ria; Metha 


254971267 


ref|NR_028609.1| Sulfolobus tokodaii 
lobus tokodaii Archaea; Crenarchaeota; 
ref|NR_028156.1| Methanoculleus 
56280 Methanoculleus thermophilus 
anomicrobiaceae; Methanoculleus. 
ref|NR_028254.1| Methanofollis 
Methanofollis liminatans Archaea; 
iaceae; Methanofollis. 
ref|NR_028242.1| Methanosaeta concilii 
nosaeta concilii Archaea; Euryarchaeota; 
a. 
ref|NR_028240.1] Methanoplanus 
78631 Methanoplanus petrolearius 
anomicrobiaceae; Methanoplanus. 
ref|NR_028222.1| Metallosphaera 
0 Metallosphaera hakonensis Archaea; 
sphaera. 
ref|NR_028221.1| Acidianus ambivalens 
anus ambivalens Archaea; Crenarchaeota; 
ref|NR_028216.1] Thermococcus 
0 111787 Thermococcus kodakarensis KOD1 
eae; Thermococcus. 
ref|NR_028196.1| Thermococcus stetteri 
ococcus stetteri Archaea; Euryarchaeota; 
ref|NR_028193.1] Thermococcus 
1 135805 Thermococcus peptonophilus JCM 
occaceae; Thermococcus. 
ref|NR_028184.1| Methanimicrococcus 
9 Methanimicrococcus blatticola 
nosarcinaceae; Methanimicrococcus. 
ref|NR_028182.1| Methanosarcina 
1 Methanosarcina semesiae Archaea; 
ceae; Methanosarcina. 
ref|NR_028179.1] Thermococcus 
8 156699 Thermococcus thioreducens 
eae; Thermococcus. 
ref|NR_028174.1| Methanomethylovorans 
6 Methanomethylovorans hollandica 
nosarcinaceae; Methanomethylovorans. 
ref|NR_028152.1] Methanoculleus 
8 193917 Methanoculleus chikugoensis 
anomicrobiaceae; Methanoculleus. 
ref|NR_024870.1| Methanocalculus 
205812 207255 Methanocalculus 
obiales; Genera incertae sedis; 
ref |NR_025933.1| Pyrodictium occultum 
8 Pyrodictium occultum Archaea; 
yrodictium. 
ref |NR_028253.1] Methanoculleus 
60755 Methanoculleus palmolei 
anomicrobiaceae; Methanoculleus. 
ref|NR_028250.1| Methanothermobacter 
Methanothermobacter thermophilus 
anobacteriaceae; Methanothermobacter. 
ref|NR_028249.1| Methanothermobacter 
Methanothermobacter thermoflexus 
anobacteriaceae; Methanothermobacter. 
ref|NR_028247.1| Methanobacterium 
Methanobacterium subterraneum 
anobacteriaceae; Methanobacterium. 
ref|NR_028241.1| Methanothermobacter 
75671 77152 Methanothermobacter 
nobacteriales; Methanobacteriaceae; 
ref|NR_028185.1| Thermoplasma volcanium 


146236 147646 Thermoplasma volcanium Archaea; 


Thermoplasmataceae; Thermoplasma. 


137240 Archaea_16S 
congolense C 16S 


162681 162703 85 


137240 Archaea_16S 208740 208762 85 


lagunensis strain IC-154 16S ribosomal RNA, partial sequence 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldisphaerales; 


137240 Archaea_16S 11850 11871 86 


107 


ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacter 


107 


strain Bl 16S ribosomal RNA, partial sequence 


Euryarchaeota; Halobacteria; 
137240 Archaea_16S 42671 42692 86 
BD-3 16S ribosomal RNA, partial sequence 
Euryarchaeota; Halobacteria; 
137240 Archaea_16S 44190 
denitrificans $1 
Euryarchaeota; Halobacteria; 


44211 86 


Halobacteriales; 


Halobacteriales; 


Halobacteriales; 


107 gi|265678819|ref 
10428 11897 
Halobacteriaceae; N 
107 gi|254971311|ref 
41247 42718 Haloa 
Halobacteriaceae; H 
107 gi|254971297|ref 


16S ribosomal RNA, partial sequence 42769 44237 
Halobacteriaceae; H 


gi|254971257 
161275 16272 


gi|219857171 


ref 


ref 


iaceae; 


207306 208771 
Caldisphaeraceae; Caldisphaera. 


NR_028175.1 


NR_024799.1 


NR_029124.1 


NR_028229.1 


NR_028215.1 


Methanobacterium 


7 Methanobacterium congolense Archaea; 
Methanobacterium. 


Caldisphaera 
Caldisphaera 


Natrialba taiwanensis 


Natrialba taiwanensis Archaea; 
atrialba. 


Haloarcula amylolytica 


rcula amylolytica Archaea; 
aloarcula. 


Haloferax 


Haloferax denitrificans Archaea; 
aloferax. 


137240 Archaea_16S 45709 45730 86 107 gi|254971296|ref|NR_028214.1| Natrialba asiatica 
172P1 16S ribosomal RNA, partial sequence 44288 45756 Natrialba asiatica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

137240 Archaea_16S 47229 47250 86 107 gi|254971295|ref|NR_028213.1| Haloferax gibbonsii 
Ma-2.38 16S ribosomal RNA, partial sequence 45807 47276 Haloferax gibbonsii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

137240 Archaea_16S 50273 50294 86 107 gi|254971288|ref|NR_028206.1| Halorubrum 
alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 48850 50320 Halorubrum alkaliphilum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

137240 Archaea_16S 53264 53285 86 107 gi| 254971282 |ref|NR_028200.1| Halococcus 
qingdaonensis CM5 16S ribosomal RNA, partial sequence 51837 53312  Halococcus qingdaonensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

137240 Archaea_16S 57749 57770 86 107 gi|254971337|ref|NR_028255.1| Natronococcus occultus 
SP4 16S ribosomal RNA, partial sequence 56331 57794 Natronococcus occultus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

137240 Archaea_16S 62233 62254 86 107 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

137240 Archaea_16S 74057 74078 86 107 gi|254971326|ref|NR_028244.1| Halorubrum 
lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 72635 74098 Halorubrum 
lacusprofundi ATCC 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Halorubrum. 

137240 Archaea_16S 87542 87563 86 107 gi|254971316|ref|NR_028234.1| Haloarcula japonica 
TR-1 16S ribosomal RNA, partial sequence 86118 87589 Haloarcula japonica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

137240 Archaea_16S 89062 89083 86 107 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

137240 Archaea_16S 92068 92089 86 107 gi|254971312|ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

137240 Archaea_16S 95051 95072 86 107 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

137240 Archaea_16S 96571 96592 86 107 gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
16S ribosomal RNA, partial sequence 95149 96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

137240 Archaea_16S 99575 99596 86 107 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
JCM 9060 16S ribosomal RNA, partial sequence 98155 99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

137240 Archaea_16S 101092 101113 86 107 gi|254971305|ref|NR_028223.1| Natronobacterium 
gregoryi SP2 16S ribosomal RNA, partial sequence 99673 101139 Natronobacterium gregoryi Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronobacterium. 

137240 Archaea_16S 105632 105653 86 107 gi|254971302|ref|NR_028220.1| Halorubrum distributum 


JCM 9100 16S ribosomal RNA, partial sequence 104213 105679 Halorubru: 
Halobacteriaceae; H 


Euryarchaeota; Halobacteria; 
137240 Archaea_16S 
mukohataei arg-2 
Euryarchaeota; Halobacteria; 
137240 Archaea_16S 


107156 107177 86 


108673 108694 86 


argentinensis arg-1 16S ribosomal RNA, partial sequence 10724 
Halobacteriales; 


Archaea; Euryarchaeota; Halobacteria; 
137240 Archaea_16S 110192 110213 

amylolyticus Ah-36 16S ribosomal RNA, 
Archaea; Euryarchaeota; Halobacteria; 
137240 Archaea_16S 113262 113283 

ATCC 33500 16S ribosomal RNA, partial 
Archaea; Euryarchaeota; Halobacteria; 


86 


86 


Halobacteriales; 


107 


16S ribosomal RNA, partial sequence 105730 10719 
Halobacteriales; 


107 


107 


partial sequence 10876 
Halobacteriales; 


107 


sequence 
Halobacteriales; 


gi|254971301 


gi|254971300 


gi|254971299 


alor 
ref 


ref 


ref 


gi|254971294 


8 Halomicrobium 
Halobacteriaceae; Halom 


9 108715 Haloar 
Halobacteriace 


6 110239 Natron 
Halobacteriace 


m distributu 
ubrum. 
NR_028219.1 


icrobium. 
NR_028218.1 


ae; Haloarcu 
NR_028217.1 


ae; Natronoc 


ref 


m Archaea; 


Halomicrobium 
mukohataei Archaea; 


Haloarcula 

cula argentinensis 
la. 

Natronococcus 
ococcus amylolyticus 
occus. 


NR_028212.1 


Haloferax mediterranei 


111838 113309 Haloferax mediterranei ATCC 33500 


Halobacteriaceae; 


Halofera 


xX. 


137240 Archaea_16S 116280 116301 86 107 gi|254971291|ref|NR_028209.1| Haloferax larsenii 
ZJ206 16S ribosomal RNA, partial sequence 114855 116327 Haloferax larsenii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

137240 Archaea_16S 117802 117823 86 107 gi|254971290|ref|NR_028208.1| Haloterrigena 
saccharevitans AB14 16S ribosomal RNA, partial sequence 116378 117849 Haloterrigena saccharevitans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

137240 Archaea_16S 119307 119328 86 107 gi|254971289|ref|NR_028207.1| Haloquadratum walsbyi 
C23 16S ribosomal RNA, partial sequence 117900 119338 Haloquadratum walsbyi Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloquadratum. 

137240 Archaea_16S 120811 120832 86 107 gi| 254971287 |ref|NR_028205.1| Halorubrum 
xinjiangense BD-1 16S ribosomal RNA, partial sequence 119389 120858 Halorubrum xinjiangense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

137240 Archaea_16S 125245 125266 86 107 gi|254971283|ref|NR_028201.1| Halobiforma lacisalsi 
AJ5 16S ribosomal RNA, partial sequence 123822 125292 Halobiforma lacisalsi Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

137240 Archaea_16S 126769 126790 86 107 gi|254971281|ref|NR_028199.1| Natrinema altunense 
AJ2 16S ribosomal RNA, partial sequence 125343 126816 Natrinema altunense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

137240 Archaea_16S 128289 128310 86 107 gi|254971280|ref|NR_028198.1| Halorubrum tibetense 
8W8 16S ribosomal RNA, partial sequence 126867 128336 Halorubrum tibetense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

137240 Archaea_16S 144634 144655 86 107 gi|254971269|ref|NR_028187.1| Halobacterium 
noricense Al 16S ribosomal RNA, partial sequence 143230 144663 Halobacterium noricense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

137240 Archaea_16S 146138 146159 86 107 gi|254971268|ref|NR_028186.1| Halococcus dombrowskii 
H4 16S ribosomal RNA, partial sequence 144714 146185 Halococcus dombrowskii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

137240 Archaea_16S 153626 153647 86 107 gi|254971263|ref|NR_028181.1] Natrialba 
chahannaoensis C112 16S ribosomal RNA, partial sequence 152202 153673 Natrialba chahannaoensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

137240 Archaea_16S 155150 155171 86 107 gi|254971262|ref|NR_028180.1| Halalkalicoccus 
tibetensis DS12 16S ribosomal RNA, partial sequence 153724 155197 Halalkalicoccus tibetensis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halalkalicoccus. 

137240 Archaea_16S 158159 158180 86 107 gi|254971260|ref|NR_028178.1| Halobiforma 
haloterrestris 135 16S ribosomal RNA, partial sequence 156750 158206 Halobiforma haloterrestris 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

137240 Archaea_16S 159680 159701 86 107 gi|254971259|ref|NR_028177.1| Natrialba 
hulunbeirensis X21 16S ribosomal RNA, partial sequence 158257 159727 Natrialba hulunbeirensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

137240 Archaea_16S 161186 161207 86 107 gi|254971258|ref|NR_028176.1| Natrialba aegyptia 40 
16S ribosomal RNA, partial sequence 159778 161224 Natrialba aegyptia Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

137240 Archaea_16S 165686 165707 86 107 gi|254971255|ref|NR_028173.1| Haloterrigena 
thermotolerans PR5 16S ribosomal RNA, partial sequence 164277 165727 Haloterrigena thermotolerans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

137240 Archaea_16S 170152 170173 86 107 gi|254971252|ref|NR_028170.1| Halogeometricum 
borinquense DSM 11551 16S ribosomal RNA, partial sequence 168746 170196 Halogeometricum borinquense 
DSM 11551 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halogeometricum. 
137240 Archaea_16S 171652 171673 86 107 gi|254971251|ref|NR_028169.1| Halostagnicola 
larsenii XH-48 16S ribosomal RNA, partial sequence 170247 171679 Halostagnicola larsenii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halostagnicola. 

137240 Archaea_16S 173137 173158 86 107 gi|254971250|ref|NR_028168.1| Halococcus 
hamelinensis 100A6 16S ribosomal RNA, partial sequence 171730 173164 Halococcus hamelinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

137240 Archaea_16S 177541 177562 86 107 gi|254971247|ref|NR_028165.1| Haloferax prahovense 
TL6 16S ribosomal RNA, partial sequence 176132 177566 Haloferax prahovense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

137240 Archaea_16S 180506 180527 86 107 gi|254971244|ref|NR_028162.1| Natronolimnobius 
innermongolicus N-1311 16S ribosomal RNA, partial sequence 179100 180534 Natronolimnobius 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Natronolimnobius. 

137240 Archaea_16S 181989 182010 86 107 gi|254971243|ref|NR_028161.1| Natronolimnobius 
baerhuensis IHC-005 16S ribosomal RNA, partial sequence 180585 182019 Natronolimnobius baerhuensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronolimnobius. 

137240 Archaea_16S 183489 183510 86 107 gi|254971242|ref|NR_028160.1| Halorubrum terrestre 
4P 16S ribosomal RNA, partial sequence 182070 183536 Halorubrum terrestre Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

137240 Archaea_16S 185011 185032 86 107 gi|254971241|ref|NR_028159.1]| Haloarcula hispanica 
Y-27 16S ribosomal RNA, partial sequence 183587 185058 Haloarcula hispanica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

137240 Archaea_16S 186534 186555 86 107 gi|254971240|ref|NR_028158.1| Haloferax lucentense 
Aa 2.2 16S ribosomal RNA, partial sequence 185109 186581 Haloferax lucentense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 
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144836 Bacteria_16S 3967100 39671611 62 gi| 219846247 |ref|NR_025837.1 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
144836 Bacteria_16S 3980000 3980061 1 62 gi|219846238|ref|NR_025828.1 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
144836 Bacteria_16S 4222647 4222708 1 62 gi|219846056|ref|NR_025646.1 
strain 34633 16S ribosomal RNA, partial sequence 4222451 42238 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
144836 Bacteria_16S 261891 261977 1 85 gi| 265678885 |ref|NR_029191.1 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubroba 
Rubrobacteraceae; Rubrobacter. 

144836 Bacteria_16S 2012686 2012772 1 85 gi| 219878187 |ref|NR_025326.1 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 201386 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyph 
144836 Bacteria_16S 2014146 2014232 1 85 gi| 219878186 |ref|NR_025325.1 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 20153 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
144836 Bacteria_16S 2536085 25361711 85 gi|219857353|ref|NR_024941.1 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 25371 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
144836 Bacteria_16S 2537444 2537530 1 85 gi|219857352|ref|NR_024940.1 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 25385 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
144836 Bacteria_16S 2538848 2538934 1 85 gi|219857351|ref|NR_024939.1 


strain VP-5 16S r 


ibosomal RNA, partial sequence 


Gammaproteobacter 


somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
144836 Bacteria_16S 
3075492 30769 


complete seque 
acteria; Alphaproteobacteria; Rhizobia 
144836 Bacteria_16S 


ia; Proteobacteria; Alphaproteobacteri 
144836 Bacteria_16S 
6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


16S ribosomal RNA, partial sequence 3645244 36466 


219846883 
sequence 
ia; Aeromo 


219846874 


rinckiacea 
219846871 


biaceae; R 
219846524 
nce 35769 
les; Brady 
219846523 
sequence 

a; Rhizobi 
219846504 
bi 


aceae; S 


219846474 


re 


re 
e; 


re 


re 
05 


re 


re 
32 


re 


nada 


loce 


rhiz 


ales 


inor 


£|NR_026475.1 
3057592 305905 
les; Succini 
£|NR_026466.1 
lla palustri 
ethylocella. 
NR_026463.1 


M 
E 


bium/Agrobac 
£|NR_026116.1 
3578325 Blasto 
obiaceae; Bl 
£|NR_026115.1 
3578376 357978 

; Bradyrhizo 
£|NR_026096.1 
Sinorhizobium 
hizobium/Ens 


£|NR_026066.1 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Methylocella palustris 
s Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
hizo 


terium group; Rhizobium. 
Blastobacter 
bacter capsulatus 
astobacter. 
Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Mesorhizobium ciceri 
ciceri Bacteria; 
um. 
Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Mesorhizobium loti 
loti Bacteria; 
um. 
Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Rubrobacter 
Rubrobacter 
cterineae; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
s. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Ss. 


Hyphomonas hirschiana 


2538597 2539930 Hyphomonas hirschiana Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


144836 Bacteria_ 
strain MHS-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


144836 Bacteria_ 
strain MHS-3 16S 


16S 2540178 2540264 1 85 
ribosomal RNA, partial sequence 


gi 


16S 2541583 2541669 1 85 
ribosomal RNA, partial sequence 


gi 


219857350 


2539981 25412 
yphomonada 


219857349 


2541332 25426 


ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 
ceae; Hyphomonas 
ref|NR_024937.1| Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

144836 Bacteria_16S 21399 21476 1 Ld gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

144836 Bacteria_16S 567151 567236 1 84 gi|265678674|ref|NR_028979.1| Conexibacter woesei 


strain ID131577 1 
R 


Actinobacteria; 
144836 Bacteria_ 
montpellierensis 
montpellierensis 


144836 Bacteria_1 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae; 
144836 Bacteria_1 


strain B1333 16S 
Firmicutes; 


strain DSM 9172 1 
Firmicutes; 


Lacto 
144836 Bacteria_1 
ATCC 49176 strain 
ATCC 49176 Bacter 
144836 Bacteria_1 
thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 
144836 Bacteria_1 
sulfidifaciens st 
sulfidifaciens Ba 
144836 Bacteria_1 
6S ribosomal RNA, partial sequence 1856650 18581 
Lacto Trichoc 
144836 Bacteria_16S 
CIP 106764 16S ri 


ubrobacteridae; Solirubrobacterales; 
16S 766226 766303 1 a gi 


Bacteria; Firmicutes; 
6S 920438 920511 5 


Clostridia; 


77 gi 


ribosomal RNA, complete sequence 


bacillales; Carnobacteriaceae; 
1902915 1902988 5 77 
bosomal RNA, partial sequence 


gi 


Cc 


strain ADV 281.99 16S ribosomal RNA, p 
Clos 


s strain RHS1 16S ribosomal RNA, parti 


6S ribosomal RNA, partial sequence 566874 56834 
onexibacte 


265678535 


tridiales; 
265678431 


995703 99724 


occus. 
219878261 


1902626 19040 


artial seq 


al sequenc 


3 Conexibacter woesei Bacteria; 
raceae; Conexibacter. 

ref |NR_028839.1| Veillonella 

uence 765978 767386 Veillonella 
Veillonellaceae; Veillonella. 

ref |NR_028733.1| Slackia 

e 920164 921628 Slackia 


’ 


s Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
; Slackia. 
6S 996008 996081 5 77 gi|265678380|ref|NR_028682.1| Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


bacillales; Carnobacteriaceae; Granulicatella. 

6S 1510565 1510638 5 TT gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ia; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

6S 1741560 1741637 1 77 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 

SM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 

; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 

m. 

6S 1854000 1854073 5 77 gi|219878298|ref|NR_025437.1| Globicatella 

rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

6S 1856952 1857025 5 TT gi| 219878296 |ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


ref|NR_025400.1| Facklamia miroungae 
30 Facklamia miroungae Bacteria; 


Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

144836 Bacteria_16S 2402704 2402781 1 77 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

144836 Bacteria_16S 2928788 2928865 1 77 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

144836 Bacteria_16S 3047187 30472605 77 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

144836 Bacteria_16S 3056352 3056429 1 77 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

144836 Bacteria_16S 3089420 3089493 5 77 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

144836 Bacteria_16S 3099889 3099962 5 77 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Lactobacillales; Aerococcaceae; Facklamia. 

144836 Bacteria_16S 3584734 3584811 1 77 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

144836 Bacteria_16S 3633265 3633342 1 77 gi|219846483|ref|NR_026075.1| Anaerobiospirillum 
succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 


succiniciproducen 
Anaerobiospirillu 


144836 Bacteria_16S 
adiacens strain G 


adiacens Bacteria 


144836 Bacteria_16S 
train Met 79 16S ribosomal RNA, partia 
Clost 


nitratireducens s 
nitratireducens B 


144836 Bacteria_16S 


s Bacteria; 
m. 


Proteobacteria; 


3931677 39317505 
IFU 12706 16S ribosomal RNA, 
Firmicutes; 


77 gi 
complete 
Lactobacillales; 
4172556 4172629 5 77 


v 


gi 


acteria; Firmicutes; Clostridia; 
874466 874542 11 85 


gi 


Gammaprote 


Carnoba 


obacteria; 
219846272 
sequence 

cteriaceae 
219846098 
1 sequence 
ridiales; 

265678462 


subroseum strain CY-7113 16S ribosomal RNA, partial sequence 


Aeromonadales; Succinivibrionaceae; 
Granulicatella 


8 Granulicatella 


ref |NR_025862.1 
3931373 393277 
; Granulicatella 
ref|NR_025688.1 
4172278 417374 
Eubacteriaceae; Garciella. 
ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 


Garciella 
8 Garciella 


subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


144836 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


144836 Bacteria_16S 
ain CCUG 42038b 16S ribosomal RNA, par 


urinaehominis str 
urinaehominis Bac 


144836 Bacteria_16S 
16S ribosomal RNA, partial sequence 


strain M1832/95/2 
Bacteria; Firmicu 


144836 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


617-93 16S riboso 
Bacillales; Bacil 


144836 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


144836 Bacteria_16S 


succinivorans str 
succinivorans Bac 


144836 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


144836 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


144836 Bacteria_16S 
storis strain PCC 9511 16S ribosomal R 
Prochlorococcus marinus subsp. pastoris Bacteria; 


marinus subsp. pa 


Prochlorococcacea 


144836 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


144836 Bacteria_16S 


eae; Streptosporangium. 


223969 224036 11 
ridia; Clostridiales; 
650555 650622 11 
teria; Firmicutes; 
3048735 3048802 11 
tes; Lactobacillales; 
3090865 3090932 11 


3140343 3140410 11 


lales Family XI. 
29076 29158 5 
eria; Firmicutes; 
69923 70009 1 
teria; Firmicutes; 
293797 293883 1 
eria; Chlorobi; 
322591 322677 1 
ibosomal RNA, 
ridia; Halanaerobiales; 
878859 878945 1 


Prochlorococcus. 
1006646 1006732 1 


e; 


lales; Bacillaceae; 


1277117 1277203 1 


mal RNA, partial sequence 
Incertae Sedis; 


Clostridia; 


Chlorobia; 


77 


77 


Lactobacillales; Ae 


77 


S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
144836 Bacteria_16S 


complete sequence 


85 


ribosomal RNA, partial sequence 
Bacillus. 


85 


16S ribosomal RNA, partial sequence 223682 22507 
Peptococcaceae; 


Streptosporangineae; 


gi|265678913|ref|NR_029221.1| Peptococcus niger 
4 Peptococcus niger Bacteria; 
Peptococcus. 
gi| 265678617 |ref|NR_028922.1| Aerococcus 
tial sequence 650305 651625 Aerococcus 
rococcaceae; Aerococcus. 
gi|219846889|ref|NR_026481.1| Eremococcus coleocola 


in LA 5 16S ribosomal RNA, partial sequence 
Lactobacillales; 


ain S1-1 16S ribosomal RNA, partial sequence 


in 6030 16S ribosomal RNA, partial sequence 


gi| 265678373 


1006359 10077 


gi| 219846127 


ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 


ganghwensis Bacte 


144836 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


ferrooxidans DSM 


Acidimicrobiaceae 


144836 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; 


alexandrii strain 


intestinalis stra 


intestinalis Bacteria; 
144836 Bacteria_16S 

strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 18400 
Lactobacillales; 
144836 Bacteria_16S 


Firmicutes; 


Clostridia; 
144836 Bacteria_16S 


ria; Proteobacteria; 


1342557 1342643 1 
1360742 1360828 1 
10331 16S ribosomal RNA, 
; Acidimicrobium. 
1747645 17477311 


1828080 1828166 1 


1837249 18373315 


Firmicutes; 
1838812 1838894 5 


Lactobacillac 
1844987 1845073 1 


Gammaproteobacter 


85 


85 


complete sequ 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Ac 


85 


85 


85 


85 


eae; 
85 


strain VC 5 16S ribosomal RNA, partial sequence 


1983318 1983404 1 


85 


gi|228721107 


somal RNA, partial sequence 1342254 1343799 Ferrimonas balearica 
ammaproteobacteria; Alteromonadales; F 
144836 Bacteria_16S 


gi| 228719712 


gi| 219878375 


6S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 


gi| 219878317 


C116-18 16S ribosomal RNA, partial sequence 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; 
144836 Bacteria_16S 


gi|219878310 


in DSM 6629 16S ribosomal RNA, partial sequence 


Lactobacillales; Lactobacillaceae; 


gi| 219878309 


Lactobacillus. 


gi|219878305 


1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
144836 Bacteria_16S 


gi|219878206 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 


lanuginosus Bacteria; 


Chondromyces. 


144836 Bacteria_16S 


apiculatus strain 


Chondromyces. 


Proteobacteria; 


1984902 1984988 1 


144836 Bacteria_16S 
strain MCS 18 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


2018578 2018664 1 


Deltaproteobacteria; 


85 


85 


gi|219878205 


Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; 


gi|219878183 


NA, partial sequence 


ia; Alteromonadales; 


errimonadaceae; 


Rhodobacterales; 


Myxococcales; 


Myxococ 


ref|NR_028675.1 


ref|NR_025717.1 

1276861 127826 
ref|NR_027602.1 
Ferrimonas 
ref|NR_027584.1 
Acidimicro 


ref|NR_025514.1 


ref|NR_025456.1 
1827843 182926 


ref |NR_025449.1 
1836949 183846 
Lactobacill 
ref|NR_025448.1 
21 Lactobacillus 


ref |NR_025444.1 


ref|NR_025345.1 
1983024 198455 
Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


Colwelliaceae; 


Hyphomonadaceae; 


3048454 3049838 Eremococcus coleocola 
Aerococcaceae; Eremococcus. 


Ty gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Ignavigranum. 
T4 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Gemella. 
85 gi|265679044|ref|NR_029352.1| Lactobacillus 
28769 30312 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
85 gi| 265679017 |ref|NR_029325.1| Schwartzia 
69637 T1125 Schwartzia 
Clostridiales; Veillonellaceae; Schwartzia. 
85 gi|265678864|ref|NR_029170.1| Prosthecochloris 
293547 295005 Prosthecochloris 
Chlorobiales; Chlorobiaceae; Prosthecochloris. 
85 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
322285 323818 Halothermothrix orenii Bacteria; 
Halanaerobiaceae; Halothermothrix. 
85 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 


878614 880078 


Cyanobacteria; Prochlorales; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Thalassomonas 

8 Thalassomonas 
Thalassomonas. 
Ferrimonas balearica 
DSM 9799 Bacteria; 


Acidimicrobium 


ence 1360461 1361925 Acidimicrobium ferrooxidans 
idimicrobiales; 


bineae; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
Megamonas. 


Oceanicaulis 

6 Oceanicaulis 
Oceanicaulis. 
Lactobacillus 

1 Lactobacillus 

us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Maricaulis. 


Chondromyces 
8 Chondromyces 
neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


ref|NR_025322.1 


Maricaulis salignorans 


2018337 2019758 Maricaulis salignorans Bacteria; 
Hyphomonadaceae; Maricaulis. 


144836 Bacteria_16S 


washingtonensis strain MCS06 16S ribosomal RNA, partial 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Maricaulis. 
144836 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; 
144836 Bacteria_16S 
strain Y223G 16S 
Proteobacteria; 

144836 Bacteria_16S 
strain MKT 106 16 
Proteobacteria; 
144836 Bacteria_16S 


2020050 2020136 1 85 


2293792 2293878 1 85 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


2716378 2716464 1 85 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; 
219857160 
2740223 27416 


2740503 2740589 1 85 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alt 


2892281 2892367 1 85 


strain S-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
144836 Bacteria_16S 


ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


144836 Bacteria_16S 
strain 1144-97 16 
Firmicutes; 
144836 Bacteria_16S 
strain ATCC 70062 
Firmicutes; 
144836 Bacteria_16S 


Bacteria; Firmicutes; 
144836 Bacteria_16S 
neopropionicum strain 


neopropionicum Bacteria; 


144836 Bacteria_16S 


144836 Bacteria_16S 
strain KMM 3823 1 
Proteobacteria; 
144836 Bacteria_16S 
lactatifermentans 
lactatifermentans 
144836 Bacteria_16S 


Bacteria; 


2960384 2960470 1 85 


3041073 3041146 5 77 


S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


3179867 3179940 5 77 


8 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


3444646 3444732 1 85 
Clostridia; 
3526771 3526853 5 85 
DSM 3847 16S ribosomal RNA, 
Firmicutes; Clostridia; 
3677603 3677669 11 76 


Deferribacteres; 


4178655 4178741 1 85 


4219655 42197375 85 


strain G17 16S ribosomal RNA, partial 
Clostridia; 


Firmicutes; 


4841 4902 1 62 


strain R18 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


144836 Bacteria_16S 


strain M6 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


144836 Bacteria_16S 


strain V2 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


144836 Bacteria_16S 
strain CTCBS1 16S 
Proteobacteria; 
144836 Bacteria_16S 


asaccharolytica strain Y-345 16S ribosomal RNA, partial 
asaccharolytica Bacteria; Proteobacteria; Alphaproteoba 


Sphingomonas. 
144836 Bacteria_16S 


thiosulfatiphilum strain 6230 16S ribosomal RNA, 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; 


144836 Bacteria_16S 

antarctica strain NF3 
Bacteria; 
Pseudoalteromonas. 
144836 Bacteria_16S 


aespoeensis strain Aspo2 16S ribosomal RNA, partial seq 


aespoeensis Bacteria; 
Desulfovibrio. 
144836 Bacteria_16S 


Rhizobiales; 
1 62 
sequence 
Rhizobiales; 
1 62 
sequence 
Rhizobiales; 
at 62 


6303 6364 


7760 7821 


44082 44143 


ribosomal RNA, complete sequence 
Gammaproteobacteria; Oceanospirillales; 


66935 66996 1 62 


75900 75977 1 77 


81770 81831 1 62 
16S ribosomal RNA, partial 


95558 95635 1 77 


Proteobacteria; 


127662 127723 1 62 


Colwelliaceae; 


Facklamia. 


Deferribacterales; 


partia 
Chloro 


gi 


gi 


gi 


gi 


gi 


gi 


Co 


gi 


gi 


gi 


gi 


gi 


gi 


gi|219846061|ref|NR_025651.1 
sequence 4219342 422083 
Clostridiales; Clostridiaceae 
gi|265679060|ref|NR_029368.1 
4584 5982 
Bartonellaceae; Bartonella. 
gi|265679059|ref|NR_029367.1 
6033 7437 
Bartonellaceae; Bartonella. 
gi|265679058|ref|NR_029366.1 
7488 8910 
Bartonellaceae; Bartonella. 
gi|265679034|ref|NR_029342.1 
43805 45323 


gi 


gi 


gi 


sequence 
Proteobacteria; Gammaproteobacteria; Alteromo 


gi 


gi 


espejiana strain 261 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


219878182 
sequence 


219857535 
2293525 22949 


219856816 
2960112 2961625 Colwe 
lwellia. 

219846895 
3040796 30422 
Facklamia. 
219846801 


219846613 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 34443 
Clostridiales; Veillonellaceae; 
219846558 
complete sequence 3526458 35279 
Clostridiales; 
219846452 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 
thermophilus Bacteria; 
219846094 
6S ribosomal RNA, partial sequence 4178357 41798 
Gammaproteobacteria; Alteromonadales; 


265679013 
1 sequence 
biales; 
265679009 


nadales; 
265678999 
uence 


Deltaproteobacteria; 


265678977 


ref|NR_025321.1 
2019809 20212 
Rhodobacterales; 
ref|NR_025123.1 
Shewanella. 
ref|NR_024805.1 


Colwellia. 


ref |NR_024788.1 


ref |NR_024680.1 
Vibrio. 
ref |NR_024635.1 
llia 


ref |NR_026487.1 


ref |NR_026393.1 
3179583 3181087 Fackl 


ref |NR_026205.1 


ref|NR_026150.1 
6 
lostridiaceae; C 
ref|NR_026043.1 

3677295 367884 
Deferribacteraceae; De 


ref |NR_025684.1 


Cc 


Shewanella. 


Carnimona 
ref |NR_029327.1 

66694 68135 
Sphingomonadales; 


ref |NR_029321.1 
75652 77039 
lorobiaceae; Chl 
ref |NR_029317.1 
83011 Pseudo 
seudoalteromonad 


Ch 


81499 
P 


ref |NR_029307.1 
95265 96764 
Desulfovibrionales; De 


3 
Hyphomonadaceae; 


maris Bacteria; 


Maricaulis 
0 Maricaulis 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 
Shewanellaceae; 
219857177 
2716108 27175 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 
eromonadaceae; Agarivorans. 

219856861 
2892009 28935 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Colwellia maris strain 
Proteobacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Facklamia hominis 


amia hominis Bacteria; 


Succiniclasticum 


50 3445854 Succiniclasticum ruminis 
Succiniclasticum. 


Clostridium 

8 Clostridium 
lostridium. 
Deferribacter 

5 Deferribacter 
ferribacter. 
Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 
Shewanellaceae; 


Clostridium 

8 Clostridium 

; Clostridium. 
Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 
Halomonadaceae; 
265679019 
sequence 
cteria; 


Ss. 

Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


ref |NR_029285.1 
127409 128819 Pseudo 


Pseudoalteromonas 
alteromonas espejiana 


Clostridium 
idium proteolyticum 


Clostridium 
Clostridium 
Clostridium. 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 
Ss. 


Rhodobacter 
Rhodobacter 
bacteraceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Ruegeria 
260120 Ruegeria 


Rhodobacteraceae; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Paracoccus kocurii 
cteria; Proteobacteria; 


’ 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Salipiger mucosus 


mucosus Bacteria; 
r. 


Idiomarina 
Idiomarina 
iomarinaceae; 


Halomonas 
Halomonas 
alomonadaceae; 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


144836 Bacteria_16S 180867 180940 5 77 gi|265678942|ref|NR_029250.1 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
144836 Bacteria_16S 187094 187167 5 77 gi|265678938|ref|NR_029246.1 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
144836 Bacteria_16S 213315 213376 1 62 gi|265678920|ref|NR_029228.1 
strain 40 16S ribosomal RNA, partial sequence 213019 21448 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

144836 Bacteria_16S 214832 214893 1 62 gi| 265678919 |ref|NR_029227.1 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 21600 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
144836 Bacteria_16S 232987 233048 1 62 gi|265678907|ref|NR_029215.1 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Rhodobacter. 

144836 Bacteria_16S 250080 250141 1 62 gi| 265678895 |ref|NR_029203.1 
strain Benl02 16S ribosomal RNA, partial sequence 249819 25124 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 
144836 Bacteria_16S 251562 251623 1 62 gi| 265678894 |ref|NR_029202.1 
strain Benl04 16S ribosomal RNA, partial sequence 251300 25272 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 
144836 Bacteria_16S 253037 253098 1 62 gi| 265678893 |ref|NR_029201.1 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Amaricoccus. 

144836 Bacteria_16S 259015 259076 1 62 gi| 265678889 |ref|NR_029197.1 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
Ruegeria. 

144836 Bacteria_16S 315057 315118 1 62 gi|265678850|ref|NR_029155.1 
strain 2678 16S ribosomal RNA, partial sequence 314818 31623 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
group. 

144836 Bacteria_16S 316521 316582 1 62 gi| 265678849 |ref|NR_029154.1 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Ricket 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

144836 Bacteria_16S 318011 318072 1 62 gi| 265678848 |ref|NR_029153.1 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bar 
144836 Bacteria_16S 341225 341286 1 62 gi|265678830|ref|NR_029135.1 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrog 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
144836 Bacteria_16S 350169 350230 1 62 gi| 265678824 |ref|NR_029129.1 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Ba 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

144836 Bacteria_16S 353064 353125 1 62 gi|265678821|ref|NR_029126.1 
strain 941 16S ribosomal RNA, partial sequence 352821 35423 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
144836 Bacteria_16S 354523 354584 1 62 gi|265678820|ref|NR_029125.1 
strain AS130 16S ribosomal RNA, partial sequence 354284 35569 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
144836 Bacteria_16S 356000 356061 1 62 gi| 265678818 |ref|NR_029123.1 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo 
144836 Bacteria_16S 364963 365024 1 62 gi|265678811|ref|NR_029116.1 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipige 
144836 Bacteria_16S 366422 366483 1 62 gi|265678810|ref|NR_029115.1 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Id 
Idiomarina. 

144836 Bacteria_16S 369443 369504 1 62 gi| 265678808 |ref|NR_029113.1 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 
Halomonas. 

144836 Bacteria_16S 370916 370977 1 62 gi| 265678807 |ref|NR_029112.1 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Pseudovibrio. 

144836 Bacteria_16S 372411 372472 1 62 gi|265678806|ref|NR_029111.1 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 


Sphingomonas 
Sphingomonas 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 
144836 Bacteria_16S 
strain HTCC2597 1 


144836 Bacteria_16S 
delbrueckii subsp. 


Lactobacillus. 
144836 Bacteria_16S 


lavamentivorans strain DS-1 16S ribosomal RNA, partial 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Parvibaculum. 
144836 Bacteria_16S 
strain RV-12x 16S 
Firmicutes; 
144836 Bacteria_16S 
strain AIP 354.02 
Firmicutes; 
144836 Bacteria_16S 
kalixensis strain 
kalixensis Bacteria; 
144836 Bacteria_16S 
populi BJ001 16S 
Bacteria; 
144836 Bacteria_16S 


strain LCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
144836 Bacteria_16S 
strain TF-27 16S 
Proteobacteria; 

144836 Bacteria_16S 


strain HTCC2506 16S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 


144836 Bacteria_16S 


rudongensis strain AS1.1761 16S ribosomal RNA, partial 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; 


144836 Bacteria_16S 


Clostridia; 


378524 378585 1 


380035 380108 5 


indicus strain NCC725 16S ribosomal 
Lactobacillus delbrueckii subsp. 


381557 381618 1 


387695 387772 1 


ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


393876 393937 1 


16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


414038 414111 5 


Kx127A2 16S ribosomal RNA, 


Firmicutes; 
415592 415653 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


418549 418610 1 


434065 434126 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


438735 438796 1 


463172 463233 1 


476823 476884 1 


G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacteria; 
144836 Bacteria_16S 
strain G-16.1 16S 
Proteobacteria; 
144836 Bacteria_16S 


strain R65 16S ribosomal RNA, partial sequence 


Proteobacteria; 
144836 Bacteria_16S 


marinisedimentorum strain DSM 15388 16S ribosomal RNA, 
marinisedimentorum Bacteria; 


144836 Bacteria_16S 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, part 
mariniglutinosa Bacteria; 


Pseudoalteromonas. 
144836 Bacteria_16S 
oleivorans strain 
Bacteria; 
144836 Bacteria_16S 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial s 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacte 


Paracoccus. 
144836 Bacteria_16S 
hassiacum strain 
Bacteria; 
144836 Bacteria_16S 


strain BCH 16S ribosomal RNA, partial sequence 


Proteobacteria; 
144836 Bacteria_16S 
impatiens strain 
Bacteria; 
Saccharospirillum. 
144836 Bacteria_16S 


Rhodobacterales; 
490795 490856 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


492302 492363 1 


515139 515200 1 


Proteobacteria; 
547223 547284 1 


Proteobacteria; 


577658 577719 1 


MIL-1 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Oceanosp 


583672 583733 1 


592670 592731 1 


W-51 16S ribosomal RNA, partial sequen 
Proteobacteria; Alphaproteobacteria; 


597126 597187 1 


604668 604729 1 


EL-105 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Oceanosp 


659409 659470 1 


N7 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


Lactobacillales; 


Gammaproteoba 


62 gi 


77 gi 


62 gi 


77 gi 


62 gi 


77 gi 


265678802 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


265678801 


Firmic 


265678800 
sequence 


complete sequence 


62 gi 


62 gi 


62 gi 


s 


62 gi 


62 gi 


62 gi 


476563 478023 Paracoccu 
Rhodobacteraceae; 


62 gi 


62 gi 


62 gi 
Gammaprote 
62 gi 


62 gi 


62 gi 


62 gi 


62 gi 


62 gi 


Lacto 


415329 41680 


265678775 


418286 41972 
Gammaproteobacteria; Oceanospirillales; 


265678765 


433793 43528 


265678762 


265678742 


sequence 


265678733 


265678724 


490502 49197 


265678723 


492024 49353 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


265678708 


obacteria; 
265678687 


265678667 


irillales; 
265678663 
equence 

ria; 


265678657 
ce 59240 


Sphingomonadales; 


265678654 


596871 59824 
Gammaproteobacteria; Chromatiales; Chro 


matiaceae; 
265678648 
ence 60442 
irillales; 


62 gi 


659171 660617 Moraxella canis Bacteria; 


265678609 


Sphingomonadales; 


hodobacteraceae; 


RNA, partial s 
indicus Bacteria; 


Rhizobiales; 


Rhizobiale 


Paracoccu 


Halomonadaceae; 


partial sequence 


ial sequence 546976 54845 
cteria; Alteromonadales; 


ence 57740 


Rhodobacterales; 


ref|NR_029107.1 


ref|NR_029106.1 
equence 


utes; 


ref |NR_029105.1 
381306 382756 


ref|NR_029080.1 
Halomonas 
ref |NR_029070.1 
Shewanella. 
ref |NR_029067.1 
Fulvimarina. 
ref |NR_029047.1 

462905 464361 
s; Xanthobac 
NR_029038.1 
s yeei Bacte 


ref 


Ss. 


ref|NR_029029.1 


ref |NR_029028.1 
5 Marinobacter 
Marinobac 
NR_029013.1 
514864 


ref 


Reinekea. 
ref |NR_028992.1 
8 
P 


ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus. 
NR_028968.1 
583422 584837 
Rhod 


ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref|NR_028959.1 


Thiobaca. 
ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


Lactobacillales; 


Sphingomonadaceae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 
Oceanicol 


a. 

Lactobacillus 

379741 381255 
Lactobacillaceae; 


Parvibaculum 
Parvibaculum 


Phyllobacteriaceae; 


265678796|ref|NR_029101.1| Veillonella ratti 
387448 388843 Veillonella ratti Bacteria; 
Veillonella. 
265678792|ref|NR_029097.1| Oribacterium sinus 
393626 394999 Oribacterium sinus Bacteria; 

Oribacterium. 
265678778 |ref|NR_029083.1| Lactobacillus 

413724 415278 Lactobacillus 
bacillaceae; Lactobacillus. 
265678777|ref|NR_029082.1| Methylobacterium 


5 Methylobacterium populi BJ001 
les; Methylobacteriaceae; 


Methylobacterium. 
Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Halomonadaceae; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 
hewanellaceae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 
timonadaceae; 


Ancylobacter 
Ancylobacter 

teraceae; Ancylobacter. 
Paracoccus yeei strain 
ria; Proteobacteria; 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 
Halomonas. 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Reinekea 
516365 Reinekea 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Thalassolituus 
solituus oleivorans 


Paracoccus 
Paracoccus 
obacteraceae; 


Novosphingobium 

hingobium hassiacum 
e; Novosphingobium. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


ref|NR_028914.1 


Moraxella canis strain 
Proteobacteria; 


144836 Bacteria_16S 
entanii strain LT 
Bacteria; Proteob 
144836 Bacteria_16S 677767 677828 1 62 

strain SCII24 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
144836 Bacteria_16S 679212 679273 1 62 gi 
grignonense strai 
grignonense Bacteria; Proteobacteria; Alphaproteobacter 
144836 Bacteria_16S 703245 703306 1 62 gi 


667048 667109 1 62 gi 


gi 


strain ThSch 12 16S ribosomal RNA, partial sequence 702960 70436 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 
144836 Bacteria_16S 715176 715237 1 62 gi 
strain TH-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
144836 Bacteria_16S 719875 719936 1 62 gi 


H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


677507 67890 


n OgA9a 16S ribosomal RNA, partial seq 


714920 71638 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


144836 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


144836 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


144836 Bacteria_16S 


strain 3-p 16S ri 


ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


732156 732217 1 

1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
733579 733640 1 62 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
742805 742866 1 62 gi 
bosomal RNA, partial sequence 


62 gi 


731878 733268 Thioc 


742578 74395 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


144836 Bacteria_16S 
valvarum strain M 
Bacteria; Proteob 
144836 Bacteria_16S 


753975 754036 1 


763110 763171 1 


62 


62 


gi 


DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 


gi 


strain SW-45 16S 
Proteobacteria; 


jannaschii strain 
Bacteria; Proteob 


144836 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


144836 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


144836 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


144836 Bacteria_16S 


subsp. mobilis st 


G 


ribosomal RNA, partial sequence 


812325 812386 1 62 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
827524 827601 1 77 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
829100 829177 1 77 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
833707 833768 1 62 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


835209 835270 1 62 gi 
rain ATCC 10988 16S ribosomal RNA, par 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 
144836 Bacteria_16S 


mobilis subsp. mobilis Bacteria; Proteobacteria; Alphap 
Sphingomonadaceae; Zymomonas. 

144836 Bacteria_16S 842732 842793 1 62 

strain AMX51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
144836 Bacteria_16S 847391 847452 1 62 gi 
kondratievae strain GB 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 
144836 Bacteria_16S 871557 871618 1 62 gi 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacte 
Gluconacetobacter. 

144836 Bacteria_16S 897170 897243 5 77 

strain E6844 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococ 
144836 Bacteria_16S 900301 900362 1 62 gi 
sibiricum strain AL7 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 


gi 


gi 


842468 84394 


896853 89837 


265678604 
nce 66678 
rillales; 

265678597 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678580 


matiaceae; 
265678571 


obacteriac 
265678568 
1 sequence 
eria; Caul 


265678560 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678551 


Rhodospiri 
265678543 
ence 75371 
cteriales; 
265678537 


265678504 
nce 81203 
ales; Ecto 
265678494 
e 82720 
Selenomon 
265678493 

82878 
Selenomon 
265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 
roteobacte 


265678484 


rhizobiace 
265678481 
nce 84713 
terales; R 
265678464 
sequence 
ria; Rhodo 


265678446 


cus. 
265678444 
e 90001 
hales; Pis 


144836 Bacteria_16S 901833 901894 1 62 gi 


ref|NR_028909.1| Gluconacetobacter 
6 668269 Gluconacetobacter entanii 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 
chrobactrum. 
ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028885.1| Lamprocystis purpurea 


5 Lamprocystis 
Lamprocystis. 
ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 

eae; Aminobacter 
ref |NR_028872.1 
719632 721036 
obacterales; Cau 


purpurea Bacteria; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


ref 
apsa 


NR_028864.1 
rosea Bacte 


Thiocapsa rosea strain 
ria; Proteobacteria; 


ref |NR_028863.1 
9 734742 Thioha 
matiaceae; Thiohalocapsa. 
ref|NR_028855.1| Rhodocista pekingensis 
0 Rhodocista pekingensis Bacteria; 

llac Rhodocista. 


Thiohalocapsa 
locapsa halophila 


eae; 


ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028841.1 


Cardiobacterium 
bacterium valvarum 

eae; Cardiobacterium. 
Marinobacter litoralis 


4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 

ref|NR_028807.1| Thioalkalivibrio 

5 813508 Thioalkalivibrio jannaschii 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_028797.1| Selenomonas infelix 

9 828732 Selenomonas infelix Bacteria; 
as. 
ref |NR_028796.1 
3 830273 Seleno 
as. 
ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


Selenomonas noxia 
monas noxia Bacteria; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


ref|NR_028787.1| Bosea minatitlanensis 

9 Bosea minatitlanensis Bacteria; 

ae; Bosea. 

ref|NR_028784.1 

2 848491 Paraco 
v 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


hodobacteraceae 
ref |NR_028767.1 

871314 872760 
spirillales; Ace 


ref|NR_028748.1 
6 Enterococcus 


Enterococcus avium 
avium Bacteria; 


265678443 


denitrificans strain ALJD 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 


ref|NR_028746.1| Thioalkalimicrobium 

3. 901506 Thioalkalimicrobium sibiricum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028745.1| Thioalkalivibrio 


901557 903021 Thioalkalivibrio 


144836 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
144836 Bacteria_16S 
KMM 162 16S ribosomal RNA, partial seq 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


144836 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


144836 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


144836 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


144836 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


144836 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


144836 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


144836 Bacteria_16S 


strain JB-A2 16S 


Proteobacteria; G 


144836 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


144836 Bacteria_16S 


strain GP1l 16S r 
Proteobacteria; G 


144836 Bacteria_16S 


199/55 16S riboso: 
Gammaproteobacter 


144836 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


144836 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


144836 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


144836 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


144836 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


144836 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


144836 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


144836 Bacteria_16S 


strain DAPP-PG 22 
Proteobacteria; A 


144836 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


907958 908019 1 62 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
937364 937425 1 62 gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1014152 1014213 1 62 gi 


mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1015648 1015709 1 62 


Mo 
gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1017145 1017206 1 62 gi 


RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
1029392 1029453 1 62 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1032481 10325545 77 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1067467 1067528 1 62 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1070460 1070521 1 62 gi 
lphaproteobacteria; Rhodospirillales; 

1073378 1073439 1 62 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1077770 1077831 1 62 gi 
4 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1079281 1079342 1 62 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 


144836 Bacteria_16S 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillales; 
144836 Bacteria_16S 


Firmicutes; 


strain M 6 A9 16S 
Firmicutes; 


Lactobacillales; 


1082290 1082363 5 77 gi 


Lactobacillaceae; Lactobac 


uence 


1012401 10138 


1013897 1015342 Morax 


1015393 10168 


oraxellac 


raxella. 


nce 1029 
hales; Pi 


sequence 
obacillac 


ence 1067 
onadales; 
Rhodospir 


ence 1073 
onadales; 


1077 
Sphingomo 


illus. 


1091485 10915585 77 
ribosomal RNA, partial sequence 
Lactobacillaceae; 


gi 


Lactobac 


illus. 


265678439 
907717 90916 
Erythrobac 
265678420 


265678366 
1016889 1018335 Morax 


265678358 


265678356 


265678332 


265678330 


16S ribosomal RNA, partial sequence 1070184 10716 


265678328 


265678324 


265678323 
1079018 10804 
Acetobacte 
265678321 


265678315 
1091188 1092688 Lactobacillus algidus Bacteria; 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; 
ref|NR_028722.1 


Moraxella. 
NR_028668.1 
bovis Bacte 


eae; 
ref 


ella 


ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028632.1 


1 
s 


e 


2 


illaceae; Tistrel 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028625.1 


1 


5 
n 


raceae; Acetobac 
ref |NR_028623.1 
61 Lactobacillus 


ref|NR_028617.1 


Erythr 


937095 938588 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Pseudoalteromonas 

Pseudoalteromonas 


a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

956006 956067 1 62 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

962189 962262 5 77 gi| 265678403 |ref|NR_028705.1| Enterococcus 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

965238 965299 1 62 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
is strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
is Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 

966822 966883 1 62 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
osomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

997572 997633 1 62 gi|265678379|ref|NR_028681.1| Thiomicrospira 
B-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

999084 999145 1 62 gi|265678378|ref|NR_028680.1| Thiomicrospira 
Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1000604 1000665 1 62 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1009611 1009672 1 62 gi|265678371|ref|NR_028673.1| Shewanella algae 
ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1012656 10127171 62 gi|265678369|ref|NR_028671.1| Moraxella caviae 


46 Moraxella caviae Bacteria; 


oraxellaceae; Moraxella. 

265678368|ref|NR_028670.1| Moraxella ovis strain 
ella ovis Bacteria; Proteobacteria; 

raxella. 

265678367|ref|NR_028669.1| Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Lactobacillus 

0 Lactobacillus 

Ss. 

Sphingomonas 
omonas yabuuchiae 

e; Sphingomonas. 
Tistrella mobilis 


’ 


36 Tistrella mobilis Bacteria; 


la. 

Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Lactobacillus 
equi Bacteria; 


equi 


Lactobacillus algidus 


144836 Bacteria_16S 1093004 1093065 1 


indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
144836 Bacteria_16S 
strain NBRC 13755 
Bacteria; 
144836 Bacteria_16S 


1094451 1094512 1 


1095891 1095952 1 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 


144836 Bacteria_16S 1129223 1129284 1 


strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Ricke 
Rickettsiales; 


Proteobacteria; Alphaproteobacteria; 
fever group. 


144836 Bacteria_16S 1141338 1141399 1 


witflariensis strain W-50 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


witflariensis Bacteria; 
Sphingopyxis. 


144836 Bacteria_16S 1142863 1142924 1 


phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; 


Pannonibacter. 
144836 Bacteria_16S 1150378 1150439 1 
lucentensis strain QMT2 
Bacteria; Proteobacteria; 
144836 Bacteria_16S 1174680 1174741 1 
DSM 16069 16S ribosomal 
Bacteria; Proteobacteria; 
144836 Bacteria_16S 


1182254 11823275 


stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 
Firmicutes; 


stercorihominis DSM 17244 Bacteria; 
144836 Bacteria_16S 


1209496 1209557 1 


DSM 14365 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; 


144836 Bacteria_16S 1210991 1211052 1 
hydrothermalis strain Slthf2 16S 
hydrothermalis Bacteria; 
Halomonas. 

144836 Bacteria_16S 
strain Althfl 16S 


Proteobacteria; 


1212468 1212529 1 
ribosomal RNA, 


144836 Bacteria_16S 1213961 1214022 1 


strain Eplumel 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


144836 Bacteria_16S 
strain Esulfidel 


1215441 1215502 1 


144836 Bacteria_16S 1232091 1232152 1 


schoenbuchensis strain Rl 16S ribosomal RNA, partial se 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; 


144836 Bacteria_16S 1238184 1238245 1 


niigataensis strain DSM7050 16S ribosomal RNA, partial 
niigataensis Bacteria; Proteobacteria; Alphaproteobacte 


144836 Bacteria_16S 1239700 1239761 1 


aminovorans strain DSM7048 16S ribosomal RNA, partial s 
aminovorans Bacteria; Proteobacteria; Alphaproteobacter 


144836 Bacteria_16S 1292182 1292243 1 


hydrocarbonoclasticus strain VT8 16S ribosomal RNA, par 
Proteobacteria; 


hydrocarbonoclasticus Bacteria; 
Marinobacter. 


144836 Bacteria_16S 1339422 1339483 1 


gryphiswaldense strain MSR-1 16S ribosomal RNA, 
Proteobacteria; 


gryphiswaldense MSR-1 Bacteria; 
Magnetospirillum. 


144836 Bacteria_16S 1353196 1353257 1 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter. 
144836 Bacteria_16S 


1354788 1354849 1 


subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


RNA, partial sequence 


ribosomal RNA, partial 
Gammaproteobac 


partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


62 gi 


62 gi 


62 gi 


62 gi 
62 gi 
62 


gi 


62 gi 


16S ribosomal RNA, partial sequence 11501 
Alphaproteobacteria; Rhodospirillales; 


62 gi 


77 gi 
62 gi 


62 gi 


62 gi 


62 gi 


62 gi 


16S ribosomal RNA, partial sequence 1215201 12166 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


62 gi 


62 gi 


62 gi 


62 gi 
Gammapr 


62 gi 
partial 
Alphapr 


62 gi 


Rickettsiacea 


1174405 11758 
Gammaproteobacteria; Kangiella. 


Clostridia; 


1209193 12106 


1212209 12136 


1213697 12151 


265678314 


265678313 
10942 


265678312 
Rhodos 


253680770 


253680762 
Sphi 
253680761 
Rhodo. 


253680756 


228718578 


228717350 


Clost 
228715350 


Nann 
224581438 
sequence 
teria; Oce 


224581437 


Halomonad 
224581436 


Halomonad 
224581404 


219878271 
quence 


219878163 
sequence 
ria; 
219878162 
equence 
ia; 
228716433 


228721340 
sequence 


228720330 
sequence 
teobacteri 


62 gi 


Rhod 


Rhizobiale 


tial sequence 
oteobacteria; 


oteobacteria; 


ref 


ref 


e; 


ref 


ref 


ref 


ref 


ref 


b 


ridi 
ref 


ocys 
ref 


anos 


ref 


acea 
ref 


acea 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


228720264 


ospirillales; 


pirillales; 


1141076 114255 
ngomonadales; Sphingomonadaceae; 


1142608 114408 
bacterales; 


181973 118343 
Eubacteriaceae; Anaerofustis. 


1210750 121215 


1231844 123328 
Rhizob 


1237929 123939 
Rhizobial 


1239445 124091 


Alteromonada 


1339181 134062 


1352934 135441 
a; Rhodospirilla 


NR_028616.1 


NR_028615.1 


NR_028018.1 


ttsia rickettsii 
Rickettsieae; 


NR_028010.1 


NR_028009.1 


NR_028004.1 


NR_027574.1 


NR_027562.1 


ales; 
NR_027522.1 


tineae; 
NR_027220.1 


pirillales; 
NR_027219.1 


e; 
NR_027218.1 


e; 
NR_027185.1 


e; Halomonas 
NR_025410.1 


iales; Barto 
NR_025302.1 


es; Phylloba 
NR_025301.1 


s; Phyllobac 
NR_027551.1 

129190 
NR_027605.1 


Rhodospirill 


NR_027591.1 


ref 


Acetobacter 


1092739 1094192 Acetobacter 
Acetobacteraceae; 


Acetobacter peroxydans 


43 1095577 Acetobacter peroxydans 
Acetobacteraceae; 


Acetobacter. 
Acetobacter 


1095628 1097070 Acetobacter 
Acetobacteraceae; 


Rickettsia rickettsii 

Bacteria; 

Rickettsia; spotted 
Sphingopyxis 

7 Sphingopyxis 


Pannonibacter 
2 Pannonibacter 


Rhodobacteraceae; 


Thalassospira 


78 1151571 Thalassospira lucentensis 
Rhodospirillaceae; Thalassospira. 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Anaerofustis 
4 Anaerofustis 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
Haliangiaceae; Haliangium. 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonas. 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonas. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Halomonadacea 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


NR_027590.1 
135446 


Salinivibrio costicola 
9 1355953 Salinivibrio 


costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Salinivibrio. 


144836 Bacteria_16S 1369825 1369886 1 62 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 1370984 Oceanicola granulosus HTCC2516 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

144836 Bacteria_16S 1381855 1381916 1 62 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

144836 Bacteria_16S 1396838 1396899 1 62 gi|228715764|ref|NR_027539.1| Methylobacterium 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

144836 Bacteria_16S 1399841 1399902 1 62 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

144836 Bacteria_16S 1404310 1404371 1 62 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

144836 Bacteria_16S 1405811 1405872 1 62 gi|219857143|ref|NR_024771.1| Acetobacter 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 1405568 1406981 Acetobacter 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

144836 Bacteria_16S 1462143 1462204 1 62 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

144836 Bacteria_16S 1465201 1465262 1 62 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

144836 Bacteria_16S 1480426 1480487 1 62 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

144836 Bacteria_16S 1492530 1492591 1 62 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

144836 Bacteria_16S 1508986 1509059 5 77 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
144836 Bacteria_16S 1514920 1514981 1 62 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

144836 Bacteria_16S 1517931 1517988 5 62 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

144836 Bacteria_16S 1525571 1525644 5 77 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

144836 Bacteria_16S 1545424 1545485 1 62 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

144836 Bacteria_16S 1546938 1546999 1 62 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

144836 Bacteria_16S 1552865 1552926 1 62 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

144836 Bacteria_16S 1569257 1569318 1 62 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

144836 Bacteria_16S 1582904 1582977 5 77 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

144836 Bacteria_16S 1584460 1584533 5 77 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

144836 Bacteria_16S 1607624 1607685 1 62 gi|219878471|ref|NR_025610.1| Shewanella 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 1608812 Shewanella 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

144836 Bacteria_16S 1610555 1610616 1 62 gi|219878469|ref|NR_025608.1| Roseisalinus 


antarcticus strain EL-88 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Roseisalinus. 


1610323 161174 


3 Roseisalinus 


144836 Bacteria_16S 


strain CM243 16S 


1615060 16151211 62 
ribosomal RNA, partial sequence 


gi 


219878466 
1614821 16162 


ref|NR_025605.1 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 
144836 Bacteria_16S 1645464 1645525 1 62 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 


Proteobacteria; 


strain DSM 5901 1 


G 
144836 Bacteria_16S 


ammaproteobacteria; Aeromonadales; Aer 
1646949 1647010 1 62 gi 


omonadacea 
219878444 
6S ribosomal RNA, partial sequence 1646706 16481 


Aeromonas. 
NR_025583.1 


e; 
ref 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

144836 Bacteria_16S 1648446 1648507 1 62 gi|219878443|ref|NR_025582.1| Stella humosa strain 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

144836 Bacteria_16S 1656084 1656145 1 62 gi| 219878437 |ref|NR_025576.1| Ochrobactrum 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 1655822 1657274 Ochrobactrum 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
144836 Bacteria_16S 1703521 1703582 1 62 gi|219878405|ref|NR_025544.1| Methylocystis 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
144836 Bacteria_16S 1736934 1736995 1 62 gi| 219878383 |ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

144836 Bacteria_16S 1749162 1749223 1 62 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
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144836 Bacteria_16S 


strain CHOO1A 16S 
Proteobacteria; E 
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G 
144836 Bacteria_16S 


G 
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G 
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Ac 
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PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1926981 1927042 1 62 gi 
ribosomal RNA, partial sequence 
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ribosomal RNA, partial sequence 
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ri 
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bosomal RNA, partial sequence 
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Sp 


ma 


6S ribosomal RNA, partial sequence 1748919 17503 
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144836 Bacteria_16S 


uence 


v 
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17835 
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uence 
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18889 


s; Phyll 
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Campylo 


219878235 


equence 
a; Rhizo 


219878224 
1955571 19570 


hingomon 


219878217 
1966261 19677 


tiaceae; 


144836 Bacteria_16S 


1969455 1969516 1 62 gi 


219878215 


doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Azospirillum. 


etobacte 
219878373 
6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
144836 Bacteria_16S 


etobacte 
219878370 


Altero 
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219878326 
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Rh 
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NR_025512.1 


raceae; Acetobac 
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1753455 175495 
monadales; Pseud 
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aceae; Halomona 
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ref |NR_025428.1 
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bacteraceae; Cam 
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16 Sphingomonas 
adaceae; Sphingo: 
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Thiocapsa. 
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1969231 197053 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Pseudoalteromonas 

9 Pseudoalteromonas 

oalteromonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Ss. 


Halomonas muralis 
nas muralis Bacteria; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


s. 
Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chromohalobacter 

halobacter israelensis 
Chromohalobacter. 
Chelatococcus 

8 Chelatococcus 

rinckiaceae; 


Mesorhizobium 

izobium chacoense 
esorhizobium. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 
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Campylobacter hominis 
hominis Bacteria; 
pylobacter. 
Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Azospirillum 
3 Azospirillum 


144836 Bacteria_16S 
strain DSM 30118 
Proteobacteria; 

144836 Bacteria_16S 
strain ATCC 15260 


144836 Bacteria_16S 
strain MCS 25 16S 


144836 Bacteria_16S 


strain DSM 176 16S ribosomal RNA, 


Proteobacteria; 
144836 Bacteria_16S 
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Proteobacteria; 
144836 Bacteria_16S 


roseopersicina strain DSM 229 16S ribosomal RNA, partial 
roseopersicina Bacteria; 


144836 Bacteria_16S 


strain IBS 506 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


144836 Bacteria_16S 
johnsonii strain 
johnsonii Bacteria; 
144836 Bacteria_16S 


strain IBS 382 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


144836 Bacteria_16S 


Firmicutes; 
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2017106 20171751 
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2044341 2044402 1 
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Proteobacteria; 


2075004 2075065 1 
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2084257 2084318 1 
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16S ribosomal RNA, partial sequence 1997016 19985 
Gammaproteobacteria; Enterobacteriales; 


62 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


69 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


62 


complete sequence 2024259 20257 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


62 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


62 


Gammaproteobacteria; 


62 


77 


ATCC 33200 16S ribosomal RNA, partial 
Lactobacillales; 


62 


62 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 
144836 Bacteria_16S 


aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


Nitratireductor. 
144836 Bacteria_16S 


strain P-1 16S ribosomal 
Clostridia; 


Firmicutes; 
144836 Bacteria_16S 
pentaromativorans 
pentaromativorans 
Novosphingobium. 

144836 Bacteria_16S 
elongatus strain 
elongatus Bacteria; 
Microbulbifer. 
144836 Bacteria_16S 
strain SW-46 16S 


144836 Bacteria_16S 


salipaludis strain SM- 


Bacteria; 
144836 Bacteria_16S 
strain ALC-2 16S 


144836 Bacteria_16S 


inexpectatum strain FRR- 


inexpectatum Bacteria; 
Albidovulum. 
144836 Bacteria_16S 


strain H-8 16S ribosomal 
Proteobacteria; Alphapro 


144836 Bacteria_16S 


zeaxanthinifaciens strai 
zeaxanthinifaciens Bacte 


Paracoccus. 
144836 Bacteria_16S 


taiwanensis strain CB- 


taiwanensis Bacteria; 
Pseudoxanthomonas. 
144836 Bacteria_16S 
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ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 
Proteobacteria; 


ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 
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2158424 2158485 1 
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Gammaproteobacteria; 
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2196402 2196475 5 


Gammaproteobacteria; Alteromonadales; Shewanellac 


62 


77 


RNA, partial sequence 
Clostridiaceae; 


62 


US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


62 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


62 


partial sequence 
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62 
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partial sequence 
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62 
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62 
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ref|NR_025288.1 
2061023 206241 
ref|NR_025278.1 
Bartonella. 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025272.1 


Bartonella. 
ref|NR_025267.1 


eae; Shewanella. 
ref|NR_025262.1 
2097632 209908 
biales; 


ref|NR_026099.2 
m. 
ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 
ref |NR_025246.1 
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Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
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Caulobacter leidyia 


75 2016816 Caulobacter leidyia Bacteria; 
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ref Maricaulis parjimensis 
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ref|NR_025318.1| Isochromatium buderi 

08 Isochromatium buderi Bacteria; 

Isochromatium. 
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53 2045572 Luteimonas mephitis Bacteria; 
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Lamprocystis 
5 Lamprocystis 
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Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 
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53 Bartonella alsatica Bacteria; 


Shewanella baltica 
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Clostridium aldrichii 
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ref |NR_025189.1 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


2415097 24151741 


HHQ 20 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteri 


2425869 2425942 5 


ribosomal RNA, partial sequence 
Viridibacillus. 


Planococcaceae; 
2440839 2440900 1 


ARh1 16S ribosomal RNA, partial sequence 
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72 2442029 Thioal 
thiorhodospirace 
ref|NR_025010.1 
48 2446624 Alishe 


ref |NR_024999.1 
2457264 245870 
omonadales; Sphi 


ref|NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 


62 gi| 219857409 


Sphingomon 


ref |NR_024997.1 
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acteria; Gammaproteobacteria; Alteromonadales; 


fofaba. 
Pseudoalteromonas 
alteromonas ruthenica 


Pseudoalteromonas 
4 Pseudoalteromonas 


eudoalteromonadaceae; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Marinobacter 


04 2303932 Marinobacter lutaoensis 
Alteromonadaceae; 


Marinobacter. 
Roseinatronobacter 
2 Roseinatronobacter 


Rhodobacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
a. 


Desulfovibrio 
7 Desulfovibrio 
les; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


2460248 2461689 Sphingomonas aquatilis Bacteria; 
Sphingomonadales; 


monas . 


144836 Bacteria_ 


nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
Proteob 


Bacteria; 
144836 Bacteria_ 


versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteob 


Bacteria; 
144836 Bacteria_ 
strain DSM 12769 


16S 2469694 2469755 1 62 gi 
acteria; Gammaproteobacteria; Chromati 


16S 2471199 24712601 62 gi 


acteria; Gammaproteobacteria; Chromati 
16S 2505758 2505819 1 62 gi 


ce 
al 


al 


es; 


es; 


219857403 
24694 
Ectothio 
219857402 
24709 
Ectothio 
219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


ref |NR_024991.1 
12 2470870 Thioal 
rhodospirace 
ref |NR_024990.1 
21 2472353 Thioal 
rhodospirace 


ref|NR_024961.1 


Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkali 
144836 Bacteria_16S 2508814 2508875 1 62 gi|219857371|ref|NR_024959.1 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 251001 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Gluconacetobacter. 

144836 Bacteria_16S 2549176 2549237 1 62 gi|219857344|ref|NR_024932.1 
strain C-29 16S ribosomal RNA, partial sequence 2548929 25503 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


144836 Bacteria_16S 
mediterranea stra 
mediterranea MMB-1 Bacteria; 
144836 Bacteria_16S 


2585985 2586046 1 


2589094 2589167 5 


in MMB1 16S ribosomal RNA, 
Proteobacteria; 


complete sequence 


Bartonella. 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024906.1 


llaceae; 


62 gi|219857277 
Gammaproteobacteria; 
77 gi| 219857275 


strain ATCC 43186 
Firmicutes; 


strain ACCC 19665 
Bacteria; 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


144836 Bacteria_16S 
strain hl 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
144836 Bacteria_16S 
DSM 5322 16S ribosomal RNA, partial sequ 


thyasirae strain 


thyasirae Bacteri 


Thiomicrospira. 


144836 Bacteria_16S 
strain VB32 16S r 


Proteobacteria; 


Lactobacillales; 
144836 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; Rhizobia 
144836 Bacteria_16S 


16S ribosomal RNA, partial sequence 
Enterococcaceae; Enterococ 
2622989 2623050 1 62 gi 
16S ribosomal RNA, partial sequence 


2624541 2624602 1 62 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; 


2630692 2630753 1 62 gi 


2647511 2647572 1 62 gi 


a; Proteobacteria; Gammaproteobacteria; 


2652028 2652089 1 62 
ibosomal RNA, partial sequence 


gi 


2661018 2661079 1 62 gi 


multivorans strain DM13 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


144836 Bacteria_16S 


strain IM1 16S ri 


manihotivorans st 


manihotivorans Bacteria; 
144836 Bacteria_16S 


straminisolvens s 
straminisolvens B 


144836 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


144836 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


144836 Bacteria_16S 


strain AAO8 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
144836 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


144836 Bacteria_16S 


strain Yo-3 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
144836 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


144836 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; Rhizobiale 
2662401 2662462 1 62 gi 
bosomal RNA, partial sequence 
lo 
2672927 2673000 5 77 
rain OND 32 16S ribosomal RNA, complete 
Firmicutes; Lactobacillales; Lac 
2682096 2682169 5 77 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
2695267 2695328 1 62 gi 
S-877 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhodospiri 
2704421 2704494 5 77 gi 
n JCM 1039 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lactob 
2708957 2709018 1 62 gi 
ibosomal RNA, partial sequence 


gi 


se 
ri 


Ac 
2749220 2749281 1 62 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


eq 
ri 


2761320 2761381 1 62 
ibosomal RNA, partial sequence 


gi 


Ac 


2791562 2791619 5 62 gi 


ridia; Clostridiales; Lachnospiraceae; C 


cu 
219857249 
26227 
Phyll 
219857248 
sequenc 
teria; 


le 


al 
Gammaproteobac 


ho 


Ss. 


Ss; 


Ss; 


e 


2708714 27 
etoba 
219857154 
uence 


a; 


2761077 27 
etoba 
219857122 
926 
occ 


16S ribosomal RNA, partial sequence 2791299 27 
oproc 


2809561 2809622 1 62 gi 


llale 
219857185 
quenc 
acill 
219857182 

101 
cte 


25888 


219857238 
2630432 26317 
dobacter 
219857226 
ence 

Thiotric 


219857223 
2651733 26532 
Betaproteobacteria; Rhodocyclales; Rhodoc 
144836 Bacteria_16S 


00 2590328 Entero 


ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024878.1 
e 2624254 262575 
Xanthomonadales; 


ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_024854.1 

2647248 264867 
hales; Piscirick 
ref|NR_024851.1 
Azoarcus. 
ref|NR_024844.1 
58 2662094 Methyl 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Gluconacetobacter 
7 Gluconacetobacter 


Acetobacteraceae; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Mesorhizobium amorphae 

izobium amorphae 

esorhizobium. 
Rhodanobacter 

6 Rhodanobacter 

Xanthomonadaceae; 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Thiomicrospira 

1 Thiomicrospira 

ettsiaceae; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 
yclaceae; 
219857216 
ce 26607 


Methylorhabdus 
orhabdus multivorans 


Hyphomicrobiaceae; Methylorhabdus. 


219857215 
2662145 26634 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
144836 Bacteria_16S 


26 
S; 


e 


Bu 


219857145 
624 
cte 


219857110 
2809318 2810728 Asaia siamensis Bacteria; 


Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 


ace 


rkholde 


ref |NR_024843.1 
Methylopila. 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024829.1 

2681812 268325 
Clostridiaceae; 
ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024813.1 

2704122 270562 
ae; Lactobacillu 
ref|NR_024810.1 


raceae; Asaia. 
ref |NR_024782.1 

2748935 275045 
riales; 


ref|NR_024773.1 


race 
ref 


ae; Kozakia. 
NR_024750.1 


us. 


Methylopila capsulata 


75 Methylopila capsulata Bacteria; 
cystaceae; 
219857207 
sequence 
tobacill 
219857201 
quence 

diales; 
219857191 
950 


Lactobacillus 

4 Lactobacillus 

llus. 

Clostridium 

8 Clostridium 

Clostridium. 

Saccharibacter 

ribacter floricola 

} Saccharibacter. 
Lactobacillus 

7 Lactobacillus 

Ss. 

Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 


Comamonadaceae; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


ref |NR_024738.1 


Asaia siamensis strain 
Proteobacteria; 


144836 Bacteria_16S 


strain 71 16S rib 
Proteobacteria; A 


144836 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


144836 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


144836 Bacteria_16S 


stanieri strain A’ 
stanieri Bacteria 
Marinobacterium. 


144836 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


144836 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


144836 Bacteria_16S 


strain IFO 15467 


Proteobacteria; G 


144836 Bacteria_16S 


japonicum strain 
japonicum Bacteri 


144836 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


144836 Bacteria_16S 


strain S37 16S ri 
Proteobacteria; A 


144836 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


144836 Bacteria_16S 


strain NCIMB 1112 
Proteobacteria; A 


144836 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


144836 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


144836 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


144836 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


144836 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


144836 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


144836 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


144836 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


144836 Bacteria_16S 


2824607 2824668 1 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2836797 2836870 5 77 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2864531 2864592 1 62 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


62 gi 


Ac 


qu 
ob 


s 
a; 


2866071 2866132 1 62 gi 
TCC 27130 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


eq 


v 


2884817 2884878 1 62 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

2925779 2925840 1 62 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


gi 
Sp 


e 
ct 
2930272 2930333 1 


62 gi 


ammaproteobacteria; Oceanospirillales; O 
2931777 2931838 1 62 gi 
ATCC 19191 16S ribosomal RNA, partial 

a; Proteobacteria; Gammaproteobacteria 
2936304 2936365 1 62 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


se 


, 


eq 
a; 


2965028 2965089 1 62 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3003259 3003320 1 62 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3004770 3004831 1 62 gi 
6 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
3009230 3009303 5 77 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3024321 30243945 77 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3050162 3050239 1 77 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


gi 
Sp 


nc 
ri 


lo 


ue 
ba 


qu 
oc 


s 
te. 


3072751 3072812 1 62 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3078736 3078797 1 62 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3080312 3080373 1 62 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3081888 3081949 1 62 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


gi 
B 


en 
el 


ce 
el 


eq 
er 


3084948 3085009 1 62 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


al 
i: 


219856907 
2824364 28257 


etobact 


219856899 


ence 
acillac 


219856881 


equence 
Sphing 


219856880 


uence 


Alteromon 


219856866 
2884576 28858 


hingomo 


219856839 


sequenc 
eria; R 


219856836 
16S ribosomal RNA, partial sequence 2930007 29314 


ceanoba 


219856835 


quence 
Oceanos 


219856832 


uence 
Rhodos 


219856812 
2964771 29662 


hingomo 


219846921 


e 3002 
llales; 


219846920 


3004 
cystace 


219846917 


nce 
cillace 


219846907 


ence 
occacea 


219846888 


equence 
ria; De 


219846873 
3072467 30738 


alneatr 


219846869 


ce 3078 
lales; 


219846868 


3080 
lales; 


219846867 


uence 
ia; Des 


219846865 


sequen 
a; Rhod 


3086393 3086454 1 62 gi 


219846864 


denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


ref |NR_024728.1 


eraceae; Asaia. 
ref|NR_024718.1 

2836503 283790 
ae; Lactobacillu 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


e 


[o} 


ref|NR_024699.1 
2865789 286730 
adales; Alteromo 


ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024658.1 

2925520 292697 
odobacterales; R 


n 


e 
h 
ref |NR_024655.1 
ter. 
ref |NR_024654.1 

2931509 293296 
irillales; Pseud 
ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


Cc 


Pp 


Pp 


ref|NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteracea 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026509.1 

3008942 301036 
e; Lactobacillu 
ref |NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026480.1 

3049889 305136 


ulfovibrionales; 


n 


9 


5 
a 


a 


n 


e 


s 


ref |NR_026465.1 


ix. 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 
3081609 308313 


lfurellales; Des 


4 
D 


0 
D 


u 


ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


Cc 
O. 


ref |NR_026456.1 
3086162 308755 


e: 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Lactobacillus 
8 Lactobacillus 
Ss. 

Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Marinobacterium 
5 Marinobacterium 


nadaceae; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Paracoccus 

1 Paracoccus 

hodobacteraceae; 


Oceanobacter kriegii 


58 Oceanobacter kriegii Bacteria; 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 

Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 

Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Methylosinus sporium 
osinus sporium Bacteria; 


v 


Lactobacillus 
2 Lactobacillus 
Enterococcus 
9 Enterococcus 


Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionaceae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 


144836 Bacteria_ 
strain DSM 11603 


Proteobacteria; Alphapro 


144836 Bacteria_ 


strain N1 16S rib 
Proteobacteria; Alphapro 


144836 Bacteria_ 


intermedius strai 
Proteob 


Bacteria; 
144836 Bacteria_ 


hollandicum strai 
hollandicum Bacte 


Hyphomicrobium. 
144836 Bacteria_ 


plurifarium strai 
plurifarium Bacte 


Mesorhizobium. 
144836 Bacteria_ 


strain A901/1 16S 
Proteobacteria; Alphapro 


144836 Bacteria_ 


pontiacus ChLG-10 
Proteob 


Bacteria; 
144836 Bacteria_ 


heliothermus stra 
heliothermus Bact 


Antarctobacter. 
144836 Bacteria_ 


strain Ekho Lake- 
Proteobacteria; Alphapro 


144836 Bacteria_ 


strain CE2203 16S riboso: 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus 
144836 Bacteria_16S 3196881 3196942 1 62 gi|219846790|ref|NR_026382.1 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 319807 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphing 
Sandaracinobacter. 

144836 Bacteria_16S 3198362 3198423 1 62 gi| 219846789 |ref|NR_026381.1 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 319956 


magnetotacticum B 


Magnetospirillum. 
144836 Bacteria_ 
strain IFO 10550 


144836 Bacteria_ 
strain IFO 15498 


Proteobacteria; Alphaproteobacteria; 
144836 Bacteria_16S 
strain TagT2C 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
144836 Bacteria_16S 
strain LMG 2142 1 


Methylophaga. 


144836 Bacteria_16S 
autotrophicus str 
Proteob 
144836 Bacteria_16S 
strain 301 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
144836 Bacteria_16S 
pantelleriensis s 
pantelleriensis B 


Bacteria; 


Halomonas. 


144836 Bacteria_16S 
strain FB2 16S ribosomal RNA, partial sequence 


16S 3105863 3105924 1 
16S rib 


62 gi 


teobacteria; Rhizobiales; 
3108804 3108873 1 69 
osomal RNA, complete sequence 


Phyll 
gi 


° 
16S 


teobacteria; Rhodobacterales; Rh 
3172323 3172384 1 62 gi 


mal RNA, partial sequence 


16S 


acteria; Proteobacteria; Alphaproteobac 


16S 3208811 3208872 1 62 gi 


Sphingomonadales; S 
3239200 3239261 1 62 gi 
ribosomal RNA, partial sequence 
° 
3261659 3261720 1 


62 gi 


Sphingomonadales; S 
3263183 3263244 1 62 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3299659 3299720 1 62 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


a 
i 


q 
2. 


3307389 3307450 1 62 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3308851 3308912 1 62 gi 
bosomal RNA, partial sequence 


e 
1 


° 
3319418 3319479 1 62 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


e 
Cc 


3352860 3352921 1 62 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


219846851 
osomal RNA, partial sequence 3105629 31070 


219846849 
3108566 31099 


219846806 
3172065 31735 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; Sphingomonadaceae; Sphingo 
16S 3210303 3210364 1 62 gi| 219846781 |ref|NR_026373.1 
16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas 


219846761 
3238968 32403 


219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
144836 Bacteria_16S 
australicum strai 
australicum Bacte 
144836 Bacteria_16S 
sulfidovorans str 
sulfidovorans Bac 


219846745 


219846721 


219846716 


219846715 
3308619 33100 


219846706 


219846682 
3352589 3354083 Halomonas desiderata Bacteria; 


ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrob 
ref|NR_026441.1 


bacteriac 


odobacteracea 


ref 


e; Roseovari 
NR_026398.1 


teria; Rhodospirillales; 
ref |NR_026374.1 


11 Sphingomonas 


hingomonadaceae; Sphingo 
ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


Pp 


bacterace 


phingomon 


1 
a 


sequenc 
Rhizob 


v 


u 
r 


ence 
ia; Thio 
ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacte 
ref |NR_026298.1 

3319157 332063 
eanospirillales; 


ce 33071 
s; Xanth 


n 
e 


bacterace 


uence 
eria; 


q 


t Oc 


v 


i 


Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


teobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 
16S 3117942 3118003 1 62 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
n TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
16S 3128430 3128491 1 62 gi|219846836|ref|NR_026428.1| Hyphomicrobium 
n IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
16S 3131339 3131400 1 62 gi|219846834|ref|NR_026426.1| Mesorhizobium 
n LMG 11892 16S ribosomal RNA, partial sequence 3131100 3132536 Mesorhizobium 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
16S 3134329 31343901 62 gi|219846832|ref|NR_026424.1| Paracoccus alkenifer 
ribosomal RNA, partial sequence 3134094 3135501 Paracoccus alkenifer Bacteria; 


teobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

16S 3143404 3143465 1 62 gi|219846826|ref|NR_026418.1| Sulfitobacter 

16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 
16S 3161731 3161792 1 62 gi|219846814|ref|NR_026406.1| Antarctobacter 
in EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
16S 3163192 3163253 1 62 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 


us. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Magnetospirillum 
3 Magnetospirillum 


Rhodospirillaceae; 


Sphingomonas mali 


mali Bacteria; 


monas. 
Sphingomonas pruni 


pruni Bacteria; 


monas. 
Xanthobacter tagetidis 


tagetidis Bacteria; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 

Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Methylophaga 

9 Methylophaga 
rickettsiaceae; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 
sae 


Halomonas 
3 Halomonas 
Halomonadaceae; 


ref |NR_026274.1 


Halomonadaceae; Halomonas 


Halomonas desiderata 


144836 Bacteria_16S 
thalassica strain 


Methylophaga. 
144836 Bacteria_16S 
marinum DSM 5261 


144836 Bacteria_16S 
frateurii strain 


Gluconobacter. 
144836 Bacteria_16S 


nigrifaciens Bacteria; 
Pseudoalteromonas. 
144836 Bacteria_16S 
atlantica strain 


Pseudoalteromonas. 
144836 Bacteria_16S 


hansenii Bacteria; 
Gluconacetobacter. 
144836 Bacteria_16S 


Gluconacetobacter. 
144836 Bacteria_16S 
strain ATCC 35912 
Bacteria; 


3381955 3382016 1 
ATCC 33146 16S ribosomal RNA, 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; 


3388002 3388063 1 
16S ribosomal RNA, partial sequence 3387742 33891 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
3418154 3418215 1 
IFO 3264 16S ribosomal RNA, partial sequence 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; 


3421160 34212211 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 
Proteobacteria; 


3427086 3427147 1 
IAM 12927 16S ribosomal RNA, partial sequence 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; 


3552916 3552977 1 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 


3554447 3554508 1 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial 


62 gi|219846661 


complete 


62 gi| 219846653 


62 gi| 219846632 


62 gi|219846630 


Gammaproteobacteria; 


62 gi| 219846626 


62 gi|219846541 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


62 gi|219846540 


sequence 


Thiotrichales; 


Rhodospirillales; 


Alteromonadales; 


Alteromonadales; 


NR_026253.1 


ref |NR_026245.1 


ref|NR_026224.1 


ref|NR_026222.1 


ref|NR_026218.1 


Methylophaga 


3381669 3383157 Methylophaga 
Piscirickettsiaceae; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 


Gluconobacter 


3417892 3419367 Gluconobacter 
Acetobacteraceae; 


Pseudoalteromonas 


sequence 3420894 3422329 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Pseudoalteromonas 


3426820 3428242 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Gluconacetobacter 


3552654 3554134 Gluconacetobacter 
Acetobacteraceae; 


Gluconacetobacter 


sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
3568099 3568160 1 62 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3569575 3569636 1 62 gi|219846529|ref|NR_026121.1| Acetobacter aceti 


144836 Bacteria_16S 
strain NCIB 8621, 
Bacteria; 
Acetobacter subgen. 
144836 Bacteria_16S 


144836 Bacteria_16S 
thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 

144836 Bacteria_16S 


Bacteria; 
144836 Bacteria_16S 
Acetobacter. 
144836 Bacteria_16S 
Firmicutes; 
144836 Bacteria_16S 
144836 Bacteria_16S 


144836 Bacteria_16S 


Rickettsia; 
144836 Bacteria_16S 


144836 Bacteria_16S 


hansonii strain AM6 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 
3780869 3780930 1 

strain RB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


Bacteria; 
144836 Bacteria_16S 


fever group. 


DSM 3508 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Acetobacter. 
3574125 3574186 1 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
3580068 3580129 1 
strain RB-3 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


3587809 3587870 1 
acetivorans strain A63 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurellales; D 
3590932 3590993 1 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; 


3595533 3595590 5 
strain 743A 16S ribosomal RNA, partial sequence 

Clostridiales; 
3659254 3659315 1 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 
frigidimarina Bacteria; 


Clostridia; 


Proteobacteria; 
3662315 3662376 1 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial 
psychrotropica Bacteria; 
3679149 3679210 1 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 
3683560 3683621 1 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 0 


3692684 3692745 1 62 gi| 219846442 
36924 


62 gi| 219846526 
Acetobacte 
219846522 


sequence 


62 gi 


62 219846517 


35875 


gi 


62 gi|219846515 


Rhodo 
62 gi|219846511 
3595254 35967 
Clostridiaceae; Clostridiu 

62 gi|219846465 


Gammaproteobacteria; Alte 
62 gi| 219846463 
sequenc 
Gammaproteobacteria; Alt 
62 gi|219846451 


Proteobacteria; 


Rick 


62 gi| 219846448 


ref|NR_026118.1 
38 Gluconobacter 
raceae; 
ref|NR_026114.1 
3579840 358126 
Rhodospirillales 


ref|NR_026109.1 


07 3589069 Desulf 
esulfurellaceae; 


spirillales; 


ref|NR_026103.1 
m. 
ref|NR_026057.1 

3658961 366046 
romonadales; She 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026042.1 

3678896 368032 
ettsiales; Ricke 


ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 


62 gi| 219846376 


ref |NR_025967.1 


Acetobacteraceae; 


2 Acetobacter aceti 
Acetobacter; 


Gluconobacter oxydans 
oxydans Bacteria; 


Gluconobacter. 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Acetobacter 

8 Acetobacter 


Acetobacteraceae; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Shewanella 
5 Shewanella 
wanellaceae; 
Colwellia 

6 Colwellia 

lwelliaceae; 
Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Shewanella. 


Colwellia. 


Ochrobactrum anthropi 


anthropi Bacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Rickettsia honei 


3780594 3782084 Rickettsia honei Bacteria; 


spotted 


144836 Bacteria_16S 3795875 3795936 1 62 gi|219846366|ref|NR_025957.1 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 37970 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
144836 Bacteria_16S 3835315 38353761 62 gi|219846338|ref|NR_025928.1 
strain C-1 16S ribosomal RNA, partial sequence 3835060 38365 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
144836 Bacteria_16S 3836845 3836906 1 62 gi| 219846337 |ref|NR_025927.1 
strain 62 16S ribosomal RNA, partial sequence 3836584 38380 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
144836 Bacteria_16S 3838391 3838452 1 62 gi|219846336|ref|NR_025926.1 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomi 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
144836 Bacteria_16S 3846013 3846074 1 62 gi|219846331|ref|NR_025921.1 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 384718 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricket 
Rickettsia; spotted fever group. 

144836 Bacteria_16S 3847503 3847564 1 62 gi|219846330|ref|NR_025920.1 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Ricket 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Ric 
spotted fever group. 

144836 Bacteria_16S 3848993 3849054 1 62 gi|219846329|ref|NR_025919.1 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 38501 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

144836 Bacteria_16S 3852004 3852077 5 77 gi| 219846327 |ref|NR_025917.1 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 385319 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 
144836 Bacteria_16S 3893470 3893531 1 62 gi|219846299|ref|NR_025889.1 
strain F9251 16S ribosomal RNA, partial sequence 3893217 38946 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
144836 Bacteria_16S 3935997 3936058 1 62 gi|219846268|ref|NR_025858.1 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 393713 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 

144836 Bacteria_16S 3937431 3937492 1 62 gi| 219846267 |ref|NR_025857.1 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 39385 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
144836 Bacteria_16S 3938868 3938929 1 62 gi|219846266|ref|NR_025856.1 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 394003 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobac 
Methylobacterium. 

144836 Bacteria_16S 3940323 3940384 1 62 gi| 219846265 |ref|NR_025855.1 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 39414 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

144836 Bacteria_16S 3943230 39432911 62 gi| 219846263 |ref|NR_025853.1 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidip 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
144836 Bacteria_16S 3946150 39462111 62 gi|219846261|ref|NR_025851.1 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
144836 Bacteria_16S 3953640 3953709 1 69 gi| 219846256 |ref|NR_025846.1 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodov 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
144836 Bacteria_16S 3955079 3955148 1 69 gi| 219846255 |ref|NR_025845.1 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 39562 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulu 
144836 Bacteria_16S 3958044 39581175 77 gi| 219846253 |ref|NR_025843.1 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 395924 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolacto 
144836 Bacteria_16S 3965587 3965648 1 62 gi|219846248|ref|NR_025838.1 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 396678 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Novosphingobium. 

144836 Bacteria_16S 3968603 3968664 1 62 gi| 219846246 |ref|NR_025836.1 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeos 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillacea 
144836 Bacteria_16S 3970052 3970113 1 62 gi| 219846245 |ref|NR_025835.1 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodot 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
144836 Bacteria_16S 3974430 3974491 1 62 gi|219846242|ref|NR_025832.1 


rhizogenes strain 


IAM 14222 16S ribosomal RNA, complete sequence 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
Ss. 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


v 


Rickettsia montanensis 
tsia montanensis 
kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 
Acetivibrio 

5 Acetivibrio 

Acetivibrio. 

Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Paracoccus 
9 Paracoccus 
obacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Acidiphilium 

hilium organovorum 
Acidiphilium. 
Acidiphilium cryptum 


’ 


cryptum Bacteria; 


lium. 

Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Novosphingobium 

8 Novosphingobium 
gomonadaceae; 


Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 


3974188 397555 


Agrobacterium 
6 Agrobacterium 


rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Rhizobium/Agrobac 


terium group; Agrobacterium. 


144836 Bacteria_1 
AM 14193 16S ribosomal RNA, partial se 


centenum strain I 


centenum Bacteria 


Rhodospirillum. 


144836 Bacteria_16S 


strain CL-SP19 16 
Proteobacteria; 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
144836 Bacteria_16S 
seohaensis strain 
seohaensis Bacter 


Erythrobacter. 


144836 Bacteria_16S 
donghaensis strai 
donghaensis Bacte 


Porphyrobacter. 


144836 Bacteria_16S 
strain 25-4 16S r 
G 


Proteobacteria; 


Sphingopyxis. 


144836 Bacteria_16S 


strain R22 16S ri 
Proteobacteria; 


strain SW-154 16S 


Proteobacteria; Gammaproteobacteria; Kangiella. 

144836 Bacteria_16S 4018903 4018964 1 62 gi|219846210|ref|NR_025800.1 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 402012 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

144836 Bacteria_16S 4020449 4020510 1 62 gi|219846209|ref|NR_025799.1 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 402167 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

144836 Bacteria_16S 4028032 4028093 1 62 gi|219846204|ref|NR_025794.1 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 40292 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
144836 Bacteria_16S 4029581 4029642 1 62 gi| 219846203 |ref|NR_025793.1 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 40308 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
144836 Bacteria_16S 4035748 4035809 1 62 gi|219846199|ref|NR_025789.1 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 
144836 Bacteria_16S 4052218 4052279 1 62 gi| 219846185 |ref|NR_025775.1 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudo 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 
Pseudoalteromonas. 

144836 Bacteria_16S 4055207 4055268 1 62 gi| 219846183 |ref|NR_025773.1 
strain SS20 16S ribosomal RNA, partial sequence 4054980 40563 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
144836 Bacteria_16S 4056695 4056756 1 62 gi|219846182|ref|NR_025772.1 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microb 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
144836 Bacteria_16S 4070362 4070439 1 77 gi|219846172|ref|NR_025762.1 
strain PVl 16S ribosomal RNA, partial sequence 4070099 40715 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

144836 Bacteria_16S 4108095 4108156 1 62 gi| 219846146 |ref|NR_025736.1 
strain A828 16S ribosomal RNA, partial sequence 4107869 41092 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
144836 Bacteria_16S 4123347 41234241 77 gi|219846134|ref|NR_025724.1 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 412310 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
Volucribacter. 

144836 Bacteria_16S 4133960 41340211 62 gi|219846124|ref|NR_025714.1 


G 
144836 Bacteria_16S 


G 
144836 Bacteria_16S 


6S 3977337 3977398 1 62 gi 


; Proteobacteria; Alphaproteobacteria; 


3983006 3983067 1 62 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
3994886 3994947 1 62 gi 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3996377 3996438 1 62 gi 


3997871 3997932 1 62 gi 


3999347 3999408 1 62 
ibosomal RNA, partial sequence 


gi 


4000793 4000854 1 62 gi 


ia; Proteobacteria; Alphaproteobacteri 


4009883 4009944 1 62 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
4017361 4017422 1 62 gi 
ribosomal RNA, partial sequence 


gi 


3982735 39841 


3994645 39960 


SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


3999120 40005 
ammaproteobacteria; Xanthomonadales; X 
144836 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 


SW-151 16S ribosomal RNA, partial seq 


4009610 40110 


4017086 40185 


219846240 
quence 
Rhodospir 


219846236 


diomarinac 
219846228 


Erythrobac 
219846227 
uence 

a; Sphingo: 


219846226 
quence 
ia; Sphing 


219846225 


anthomonad 
219846224 
uence 

a; Sphingo: 


219846216 


diomarinac 
219846211 


ref |NR_025830.1 

3977072 397838 
illales; Rhodosp 
ref |NR_025826.1 
eae; Idiomarina. 
ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
NR_025817.1 
3996136 399757 
monadales; Eryth 


NR_025816.1 
3997630 399906 
omonadales; Eryt 
ref|NR_025815.1 
aceae; Silanimon 
ref|NR_025814.1 


4000552 400199 
monadales; Sphin 


ref|NR_025806.1 


Idiomarina 
NR_025801.1 


eae; 
ref 


Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 


hrobacteraceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Sphingopyxis 

5 Sphingopyxis 

gomonadaceae; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 


monadaceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Pseudoalteromonas 
alteromonas aliena 
aceae; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 
Ss. 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Veillonella caviae 


00 Veillonella caviae Bacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Paracoccus 


4133716 413512 


3 Paracoccus 


144836 Bacteria_16S 4169423 4169484 1 62 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

144836 Bacteria_16S 4190883 4190944 1 62 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

144836 Bacteria_16S 4195405 4195466 1 62 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
144836 Bacteria_16S 4213485 4213546 1 62 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

144836 Bacteria_16S 4215039 4215100 1 62 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

144836 Bacteria_16S 4239261 4239322 1 62 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
144836 Bacteria_16S 4240720 4240781 1 62 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
144836 Bacteria_16S 104784 104860 11 85 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
144836 Bacteria_16S 257529 257605 11 85 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
144836 Bacteria_16S 331963 332039 11 85 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

144836 Bacteria_16S 610842 610918 11 85 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

144836 Bacteria_16S 783223 783299 11 85 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

144836 Bacteria_16S 801604 801680 11 85 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

144836 Bacteria_16S 888063 888139 11 85 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharopolyspora. 

144836 Bacteria_16S 904880 904956 11 85 gi| 265678441 |ref|NR_028743.1 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermo 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanae 
Thermoanaerobacter. 

144836 Bacteria_16S 1313394 1313470 11 85 gi| 228718892 |ref|NR_027577.1 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 131309 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
anaerobact 


Thermoanaerobacterales; Thermoanaerobac 
144836 Bacteria_16S 1505891 1505967 11 
brockii subsp. lactiethylicus strain SE 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; Thermoanaerobac 
144836 Bacteria_16S 1669956 1670032 11 
strain 16351 16S 
Firmicutes; Clostridia; 
144836 Bacteria_16S 
ATCC 700122 16S r 
Actinobacteria; Coriobacteridae; 
144836 Bacteria_16S 2668366 2668442 11 
spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiaceae; 
144836 Bacteria_16S 


Clostridiales; 
2519427 2519499 6 


Saccharopolyspora. 
2756862 2756938 11 


teraceae; 


85 


BR 5268 16S ribo 
lactiethylicus 
teraceae; 


85 


ribosomal RNA, partial sequence 


77 


ibosomal RNA, partial sequence 
Coriobacteriales; 


85 


M 44228 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Act 


85 


Thermo 

gi| 219846365 
somal RNA, 
Bacteria; 
an 


219878428 


Thermo 
gi 


1669639 16711 
Clostridiaceae; 


cl 


gi| 219857364 


2519150 25206 
acterine 


ob 
219857211 
nce 


Cori 
gi 


in 


gi|219857148 


aerobact 


omycetal 


er. 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 


ref|NR_025567.1 


ref |NR_024952.1 
ae; Coriobacteri 
ref |NR_024839.1 

2668117 266958 
es; Pseudonocard 


seudonocardiaceae; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Thermoanaerobacter 


4 1314606 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 
ostridium. 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


ref|NR_024776.1 


Thermaerobacter 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 


nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 
144836 Bacteria_ 


marianensis strai 
marianensis Bacte 


Thermaerobacter. 
144836 Bacteria_ 


ruminis strain DS 


Bacteria; 
144836 Bacteria_ 


gregorii strain N 
gregorii Bacteria; 
Pseudonocardiaceae; 


144836 Bacteria_ 


strain E-37 16S r 


16S 2904432 2904508 11 


ria; Firmicutes; 


16S 3296659 3296735 11 
Clostridia; 


16S 3523724 3523800 11 


Saccharopolyspora. 


16S 3716638 3716706 1 


n 7p75a 16S ribosomal RNA, partial sequence 
Clostridia; 


M 9787 16S ribosomal RNA, partial sequence 32963 


Firmicutes; Clostridiales; 


CIB 12823 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


ibosomal RNA, partial sequence 


Incertae Sedis; 


85 gi|219856853|ref|NR_024672.1| Thermaerobacter 
2904128 2905615 Thermaerobacter 

Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

85 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 

73 3297834 Pseudobutyrivibrio ruminis 
Lachnospiraceae; Pseudobutyrivibrio. 

85 gi|219846560|ref|NR_026152.1| Saccharopolyspora 

3523483 3524884 Saccharopolyspora 
tinomycetales; Pseudonocardineae; 
68 gi|219846425|ref|NR_026016.1| Sagittula stellata 


3716418 37177 


90 Sagittula stellata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula. 

144836 Bacteria_16S 3882648 3882724 11 85 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 

brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

144836 Bacteria_16S 16799 16866 11 77 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 

strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

144836 Bacteria_16S 74525 74602 1 77 gi|265679014|ref|NR_029322.1| Chlorobium 

phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 

phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 

Chlorobium. 

144836 Bacteria_16S 188646 188697 11 62 gi|265678937|ref|NR_029245.1| Clostridium 

aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 

aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 244005 244083 1 77 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 

strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

144836 Bacteria_16S 269481 269548 11 77 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 

polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacte 


144836 Bacteria_ 
strain 124-2 16S 
Firmicutes; 


144836 Bacteria_16S 


strain MB312 16S 


144836 Bacteria_16S 
parakefiri strain 
parakefiri Bacter 
144836 Bacteria_16S 
coryniformis subs 


Lactobacillaceae; 


144836 Bacteria_16S 
versmoldensis str 


versmoldensis Bac 


144836 Bacteria_16S 


strain L1-92 16S 
Firmicutes; 


algidixylanolytic 
algidixylanolytic 


144836 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 


Coriobacteriaceae; 
144836 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


Clost 
144836 Bacteria_16S 
xylanovorans stra 
xylanovorans Bacteria; 
144836 Bacteria_16S 


rales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

16S 344212 344279 11 77 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 

ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

351602 351661 1 60 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 

ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 
475433 475500 11 77 gi|265678734|ref|NR_029039.1| Lactobacillus 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

507740 507807 11 77 gi|265678713|ref|NR_029018.1| Lactobacillus 

p. torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 
Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 
Lactobacillus. 

550417 550484 11 77 gi|265678685|ref|NR_028990.1| Lactobacillus 
ain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

657949 658000 11 62 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

909519 909570 11 62 gi|265678438|ref|NR_028740.1| Clostridium 
in HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

931201 931252 11 62 gi|265678424|ref|NR_028726.1| Clostridium 
um strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
um Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1109554 1109621 11 77 gi| 265678302 |ref|NR_028604.1| Collinsella 
n JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
ria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 

Collinsella. 

1203456 1203523 11 77 gi| 228715356 |ref|NR_027528.1| Collinsella 

13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
1208007 1208074 11 qt gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 


144836 Bacteria_16S 
DSM 15641 16S ribosomal RNA, partial sequence 


1207714 1209142 Cryptobacterium curtum DSM 15641 


Bacteria; Actinobacteria; 
Cryptobacterium. 
144836 Bacteria_16S 


Bacteria; Firmicutes; 
144836 Bacteria_16S 


Clostridia; 


Bacteria; Firmicutes; 
144836 Bacteria_16S 


Clostridia; 
1390799 1390858 1 


bermudensis HTCC2503 16S ribosomal RNA, 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; 
1491054 1491105 11 


144836 Bacteria_16S 
saccharolyticum WM1 16S ribosomal RNA, 
WM1 Bacteria; Firmicutes; 
144836 Bacteria_16S 
51271 16S ribosomal RNA, 
Firmicutes; Clostridia; 
144836 Bacteria_16S 

strain PC80 16S ribosomal 


Clostridiales; 


Coriobacteridae; 


1236691 1236742 11 
paucivorans strain SYR1 16S ribosomal RNA, partial sequ 
Clostridiales; 
1383412 1383463 11 
strain L1-82 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; Clostridiales; 
1498566 1498617 11 
complete sequence 


1519449 1519500 11 


62 gi 


62 gi 


60 gi 
partial sequence 


Lachnospiraceae; C 
62 gi 


Coriobacteriales; 


219878251 
ence 12363 
Lachnospiraceae; 
228716944 

1383100 13845 
Lachnospiraceae; 
228716336 


1498269 1499735 Catonella 
atonella. 
219857617 


Coriobacterineae; 


ref 


ref 


Roseburia. 
ref 


NR_025390.1 
92 1237878 Parasporobacterium paucivorans 
Parasporobacterium. 

NR_027557.1 
81 Roseburia intestinalis L1-82 


NR_027550.1 


Coriobacteriaceae; 


Parasporobacterium 


Roseburia intestinalis 


Parvularcula 


1390541 1391995 Parvularcula bermudensis 


ref 


morbi ATCC 


NR_025206.1 


Parvularculales; Parvularculaceae; Parvularcula. 
62 gi|219846902|ref|NR_026494.1| Clostridium 
partial sequence 1490749 1492247 Clostridium saccharolyticum 
Clostridiaceae; Clostridium. 
62 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 


51271 Bacteria; 


Hespellia porcina 


Firmicutes; Clostridia; 
144836 Bacteria_16S 
strain JK 615 16S 


Clostridiales; 
1732400 1732451 11 


ribosomal RNA, partia 


RNA, partial 


sequence 
Lachnospiraceae; Hespellia 


1 sequence 


1519166 15206 


62 gi| 219878386 


1732113 17335 


ref|NR_025525.1 


14 Hespellia porcina Bacteria; 


Butyrivibrio hungatei 


87 Butyrivibrio hungatei Bacteria; 


Firmicutes; Clostridia; Clostridiales; 
144836 Bacteria_16S 1733914 1733965 11 
xylanivorans strain Mz 5 16S ribosomal 
xylanivorans Bacteria; Firmicutes; 
144836 Bacteria_16S 1840381 1840448 11 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial 


paraplantarum Bacteria; 
144836 Bacteria_16S 


Firmicutes; 
1846491 1846552 1 


livingstonensis strain NF22 16S ribosomal RNA, partial 
Proteobacteria; 


livingstonensis Bacteria; 
Shewanella. 


144836 Bacteria_16S 2334609 23346701 


strain DM12 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
219857457 


144836 Bacteria_16S 2404271 2404338 11 


strain MT-1077 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Firmicutes; Lactobacillales; 


144836 Bacteria_16S 2572172 2572223 11 


methoxybenzovorans strain SR3 16S ribosomal RNA, partial 
Clostridia; 


methoxybenzovorans Bacteria; Firmicutes; 
144836 Bacteria_16S 2666848 2666915 11 
taberi strain DSM 


Clostridia; 


Lachnospiraceae; Butyrivibrio. 
219878385 
RNA, partial sequence 
Clostridiales; 


62 gi 


Gammaproteobacteria; Alteromonadales; 


62 gi 


2334350 


at gi 


2403965 


62 gi 


a gi 


43856 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharopolyspora. 
144836 Bacteria_16S 
phaeum strain PB 
Firmicutes; Clostridia; 
144836 Bacteria_16S 2921389 2921440 11 
ruminantium strain GA195 16S ribosomal 
ruminantium Bacteria; Firmicutes; 
144836 Bacteria_16S 2945449 2945516 11 


2883357 2883424 11 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 
Lactobacillales; 


collinoides Bacteria; 
144836 Bacteria_16S 


Firmicutes; 
3031935 3031986 11 


Clostridia; 


16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


62 gi 


219857505 


219857212 


Lactobacillaceae; 
219846901 


ref 


ref 


NR_025524.1 
1733638 1735079 Pseudobutyrivibrio 
Lachnospiraceae; Pseudobutyrivibrio. 


NR_025093.1 


Pseudobutyrivibrio 


77 gi| 219878308 |ref|NR_025447.1| Lactobacillus 
sequence 1840072 1841573 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
62 gi|219878304|ref|NR_025443.1| Shewanella 
sequence 1846218 1847712 Shewanella 


Shewanellaceae; 


Paracoccus methylutens 


2335705 Paracoccus methylutens Bacteria; 


ref 


ref 


ref 


NR_024917.1 
2571864 2573377 Clostridium 
Clostridiales; Clostridiaceae; 
NR_024840.1 


Paracoccus. 
NR_025045.1 
2405486 Lactobacillus 
Lactobacillus. 

219857286 
sequence 


Lactobacillus kimchii 
kimchii Bacteria; 


Clostridium 


Clostridium. 
Saccharopolyspora 


2666599 2668066 Saccharopolyspora taberi 


Pseudonocardineae; 


ref 


Pseudonocardiaceae; 


tf gi|219856869|ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
Thermoanaerobacteraceae; Thermacetogenium. 
62 gi|219856842|ref|NR_024661.1| Eubacterium 
RNA, partial sequence 2921059 2922566 Eubacterium 
Clostridiales; Eubacteriaceae; Eubacterium. 
77 gi|219856826|ref|NR_024645.1| Lactobacillus 


2945130 2946678 Lactobacillus 
Lactobacillus. 

NR_026493.1 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; 


Clostridium indolis 
Firmicutes; 


Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 3157262 3157313 11 62 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

144836 Bacteria_16S 3298184 3298235 11 62 gi|219846722|ref|NR_026314.1| Blautia 


hydrogenotrophica 
hydrogenotrophica Bacteria; Firmicutes; 
144836 Bacteria_16S 3386490 3386551 1 
strain ATCC 49336 
Proteobacteria; 
144836 Bacteria_16S 


3496485 3496552 11 


strain S5a36 16S ribosomal RNA, partial 
Clostridia; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; Halo: 


62 gi 


V7 gi 


219846578 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 


Blautia. 
ref 


NR_026250.1 


sequence 3297885 3299342 Blautia 
Clostridiales; 
219846658 


Halomonas eurihalina 


3386219 3387691 Halomonas eurihalina Bacteria; 


monadaceae; 
ref 


Halomonas. 
NR_026170.1 
3496207 3497641 Coriobacterium 


Coriobacterium 


glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 


Coriobacteriaceae; Coriobacterium. 


144836 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


144836 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


144836 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


144836 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; 


strain HY-35-12 1 
Firmicutes; Clost 


144836 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


144836 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


144836 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


144836 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


144836 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


144836 Bacteria_16S 


G 
144836 Bacteria_16S 
6S ribosomal RNA, partial sequence 4024698 40261 


ridia; Clostridiales; Clostridiaceae; 
141366 141452 1 85 gi 
ain Gylac 16S ribosomal RNA, partial s 


teria; Proteobacteria; Deltaproteobact 


142849 142935 1 85 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
375409 375491 5 85 gi 
ain XIL14 16S ribosomal RNA, complete 

teria; Firmicutes; Bacillales; Paeniba 
392361 392443 5 85 gi 
in 2301065 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Paenibac 
787736 787794 4 62 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
813854 813915 1 62 gi 


gi 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


144836 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


144836 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


144836 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


144836 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


144836 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


144836 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


144836 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


144836 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


144836 Bacteria_16S 


strain S-3 16S ri 
Proteobacteria; A 


144836 Bacteria_16S 


strain USDA 9030 
Proteobacteria; A 


144836 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


144836 Bacteria_16S 


acteria; Gammaproteobacteria; Thiotric 
856267 856349 5 85 gi 
ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; Lactobaci 
1058427 1058493 11 76 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1083745 1083803 1 59 gi 
ia; Sphingomonadales; Sphingomonadacea 
1120159 1120245 1 85 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


1268261 1268347 1 85 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


1289260 1289338 9 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; Cori 
1398350 1398420 9 78 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1407273 14073311 59 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


85 gi 


1413334 1413392 1 59 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1502943 1503005 1 62 gi 


gi 


lphaproteobacteria; Rhizobiales; Rhizo 
1524046 1524132 1 85 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 
1534651 1534725 13 85 gi 


3597064 3597115 11 62 gi| 219846509 
n RHM5 16S ribosomal RNA, partial sequence 35967 
tes; Clostridia; Clostridiales; Lachnospiraceae; 
3598620 3598671 11 62 gi| 219846508 
rain DSM 5628 16S ribosomal RNA, partial sequenc 
cteria; Firmicutes; Clostridia; Clostridiales; C 
3762886 3762937 11 62 gi| 219846390 
in ATCC 19171 16S ribosomal RNA, partial sequenc 
eria; Firmicutes; Clostridia; Clostridiales; Lac 
3797406 3797467 1 62 gi| 219846364 
ibosomal RNA, partial sequence 3797117 37986 
ammaproteobacteria; Thiotrichales; Pisciricketts 
4024974 4025025 11 62 gi| 219846206 


142594 14403 


787469 78896 


complete sequence 1289055 12904 


1413085 14145 


16S ribosomal RNA, partial sequence 1502684 15041 


Clostridiu 
265678968 
equence 

eria; Desu 


265678967 
; Desulfur 
265678804 
sequence 
cillaceae; 
265678793 
sequence 
illaceae; 
265678520 


ciricketts 
265678503 
e 81355 
hales; Pis 
265678474 
sequence 
llales; Le 
265678338 
quence 
les; Defer 
265678320 


e; Sphingo 
228716127 

11198 
xococcales 


219846421 
equence 
teria; Des 
219846501 


obacterine 
228715357 
nce 13980 
nadaceae; 

219846657 
artial seq 
acteria; S 


224581449 


Sphingomon 
219846475 


biaceae; R 
219857527 

15237 
nellaceae; 


hizo 


ref|NR_026101.1| Clostridium 
93 3598277 Clostridium lentocellum 
Cellulosilyticum. 
ref|NR_026100.1| Clostridium 
e 3598328 3599826 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_025981.1| Butyrivibrio 
e 3762598 3764074 Butyrivibrio 
hnospiraceae; Butyrivibrio. 
ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 
ref|NR_025796.1| Clostridium jejuense 
32 Clostridium jejuense Bacteria; 
m. 
ref|NR_029276.1] Desulfuromusa 

141109 142543 Desulfuromusa 
1lfuromonadales; Desulfuromonadaceae; 
ref|NR_029275.1| Desulfuromusa kysingii 
1 Desulfuromusa kysingii Bacteria; 
omonadaceae; Desulfuromusa. 
ref|NR_029109.1| Paenibacillus 

375101 376646 Paenibacillus 
Paenibacillus. 
ref|NR_029098.1| Paenibacillus 

392074 393575 Paenibacillus 
Paenibacillus. 
ref|NR_028824.1| Methylophaga alcalica 
2 Methylophaga alcalica Bacteria; 
iaceae; Methylophaga. 
ref|NR_028806.1| Thioalkalimicrobium 
9 815058 Thioalkalimicrobium cyclicum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028777.1| Leuconostoc 

855982 857475 Leuconostoc 
uconostoc. 
ref|NR_028640.1| Deferribacter 

1058138 1059573 Deferribacter 
ribacteraceae; Deferribacter. 
ref|NR_028622.1| Sphingobium amiense 
gobium amiense Bacteria; Proteobacteria; 
bium. 
ref|NR_027547.1| Anaeromyxobacter 
56 1121404 Anaeromyxobacter dehalogenans 
; Cystobacterineae; Myxococcaceae; 
ref|NR_026012.1] Desulfuromonas 

1267974 1269475 Desulfuromonas 
ulfuromonadales; Desulfuromonadaceae; 
ref|NR_026093.1| Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


ae; Coriobacteri 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_026249.1 
uence 140703 
phingomonadales; 


ref |NR_027233.1 


aceae; Atopobium. 
Gemmatimonas 
imonas aurantiaca T-27 


Sphingobium 
2 1408473 Sphingobium 


Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


adac 
ref 


eae; Sphingo 
NR_026067.1 


bium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


bium/Agrobac 
ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 


219857414 


ref|NR_025002.1 


terium group; Rhizobium. 
Selenomonas sputigena 
monas sputigena 


Actinomadura vinacea 


strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

144836 Bacteria_16S 1654548 1654606 1 59 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

144836 Bacteria_16S 1777842 1777924 5 85 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
144836 Bacteria_16S 1981733 1981819 1 85 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

144836 Bacteria_16S 2093332 20933901 59 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 


144836 Bacteria_16S 2176730 2176812 5 85 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

144836 Bacteria_16S 2225055 22251375 85 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

144836 Bacteria_16S 2226616 2226698 5 85 gi|219857581|ref|NR_025169.1| Paenibacillus 


kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


144836 Bacteria_16S 2316435 23165175 85 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

144836 Bacteria_16S 2418200 2418282 5 85 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 


strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 
144836 Bacteria_16S 2431679 24317615 85 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
144836 Bacteria_16S 2442336 2442397 1 62 gi|219857424|ref|NR_025012.1| Shewanella japonica 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
144836 Bacteria_16S 2463520 2463602 5 85 gi| 219857407 |ref|NR_024995.1| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 2573717 2573803 1 85 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 


144836 Bacteria_16S 2713319 2713405 1 85 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

144836 Bacteria_16S 2730149 2730235 1 85 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

144836 Bacteria_16S 3141896 3141978 5 85 gi| 219846827 |ref|NR_026419.1| Gemella sanguinis 


strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
144836 Bacteria_16S 3150955 3151041 1 85 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
144836 Bacteria_16S 3242161 3242247 1 85 gi|219846759|ref|NR_026351.1| Desulfovibrio 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 


Ww 


144836 Bacteria_16S 3311797 3311855 1 59 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

144836 Bacteria_16S 3383493 3383551 1 59 gi|219846660|ref|NR_026252.1| Methylophaga marina 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methylophaga marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

144836 Bacteria_16S 3488943 3489029 1 85 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 


strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

144836 Bacteria_16S 3773220 3773306 1 85 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 


144836 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


144836 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


144836 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


144836 Bacteria_16S 


strain B9 16S rib 
Proteobacteria; A 


144836 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


144836 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum 


144836 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


144836 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


144836 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
144836 Bacteria_16S 


strain 653 16S ri 
Firmicutes; Clost 


144836 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


144836 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


144836 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


144836 Bacteria_16S 


strain 58/1971 16 
Firmicutes; Bacil 


144836 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


144836 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


144836 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


144836 Bacteria_16S 


strain FF3 16S ri 
Proteobacteria; A 


144836 Bacteria_16S 


strain KB740 16S 


Proteobacteria; B 


144836 Bacteria_16S 


intestinale strai 
intestinale Bacte 


144836 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


144836 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; 


144836 Bacteria_16S 


3827946 3828007 1 62 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3871740 3871822 5 85 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3873327 3873409 5 85 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 
3898134 3898198 1 65 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3904141 3904223 5 85 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
4026492 4026578 1 85 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


4065853 4065939 1 85 gi 


bosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
156575 156636 1 62 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
161149 161206 5 62 gi 
n Catt39 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
190137 190198 1 62 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
193157 193218 1 62 gi 
in 1521 of Whittenbury 16S ribosomal R 


Methylobacter. 
197677 197734 5 


62 gi 


219846344 

38276 

cteriales; 
219846314 


3871442 38729 


16S ribosomal RNA, partial sequence 4065569 40669 


eltaproteobacteria; Desulfovibrionales; Desulfov 

4084122 4084180 4 62 gi| 219846163 
F31 16S ribosomal RNA, partial sequence 40838 
acteria; Betaproteobacteria; Methylophilales; Me 

4164941 4165027 1 85 gi|219846104 
strain CV2803 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Deltaproteobacteria; D 

26044 26101 5 62 gi| 265679046 
bosomal RNA, partial sequence 25762 27159 
ridia; Clostridiales; Clostridiaceae; Clostridiu 

30650 30723 5 77 gi| 265679043 
S ribosomal RNA, partial sequence 30363 31864 
bacillales; Aerococcaceae; Facklamia. 

38018 38079 1 62 gi| 265679038 
162 16S ribosomal RNA, partial sequence 37787 
lphaproteobacteria; Rhodobacterales; Rhodobacter 

56337 56398 1 62 gi| 265679026 

2611 16S ribosomal RNA, partial sequence 56079 
acteria; Gammaproteobacteria; Chromatiales; Chro 

80294 80367 5 77 gi| 265679010 
S ribosomal RNA, partial sequence 80045 81448 
lales; Listeriaceae; Listeria. 

100151 100224 5 77 gi| 265678996 
ibosomal RNA, complete sequence 99832 10139 
lales; Bacillaceae; Halobacillus. 

112336 112413 1 77 gi| 265678987 

ribosomal RNA, partial sequence 112043 11359 
eltaproteobacteria; Syntrophobacterales; Syntrop 

113934 114011 1 77 gi| 265678986 
ibosomal RNA, partial sequence 113641 11518 
eltaproteobacteria; Syntrophobacterales; Syntrop 

145885 145946 1 62 gi| 265678965 


145646 14699 


hodobacter 
265678958 


156293 15781 


ocyclaceae 
265678955 
quence 

ales; Clos 
265678936 


189853 19130 


ethylococc 
265678934 
NA, partia 


265678931 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 


chartatabidum Bac 


teria; Firmicutes; Clostridia; Clostri 


diales; Cl 


Cardiobacterium 
bacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_025904.1| Gemella morbillorum 
77 Gemella morbillorum Bacteria; 


ref |NR_025934.1 
53 3829122 Cardio 


Sedis; Gemella. 
219846313|ref|NR_025903.1| Gemella haemolysans 
3873028 3874564 Gemella haemolysans ATCC 10379 
Incertae Sedis; Gemella. 
219846296|ref|NR_025886.1| Ahrensia kielensis 
3897893 3899299 Ahrensia kielensis Bacteria; 
hodobacteraceae; Ahrensia. 
219846292|ref|NR_025882.1| Paenibacillus 
tial sequence 3903834 3905341 Paenibacillus 
illaceae; Paenibacillus. 
219846205|ref|NR_025795.1| Desulfatibacillum 
equence 4026183 4027706 Desulfatibacillum 
ria; Desulfobacterales; Desulfobacteraceae; 
219846175|ref|NR_025765.1| Desulfovibrio longus 


84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref |NR_025694.1 
e 4164674 416611 
esulfobacterales 


longus Bacteria; 

ulfovibrio. 
Methylobacillus 

obacillus pratensis 

Methylobacillus. 
Desulfatibacillum 

9 Desulfatibacillum 

Desulfobacteraceae; 


’ 


ref|NR_029354.1| Clostridium roseum 
Clostridium roseum Bacteria; 

m. 

ref|NR_029351.1| Facklamia sourekii 
Facklamia sourekii Bacteria; 


ref |NR_029346.1 
39128 Sulfit 

aceae; Sulfitoba 

ref |NR_029334.1 
57529 Thiocy 

matiaceae; Thiocystis. 

ref |NR_029318.1| Listeria innocua 
Listeria innocua Bacteria; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Thiocystis gelatinosa 
stis gelatinosa 


Halobacillus litoralis 
litoralis Bacteria; 


ref |NR_029304.1 
0 Halobacillus 


ref|NR_029295.1| Syntrophus gentianae 
0 Syntrophus gentianae Bacteria; 
haceae; Syntrophus. 
ref|NR_029294.1| Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 
haceae; Syntrophus. 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029266.1| Azoarcus evansii 
8 Azoarcus evansii Bacteria; 
; Azoarcus. 
ref |NR_029263.1| Clostridium 

160899 162283 Clostridium 
tridiaceae; Clostridium. 
ref|NR_029244.1| Methylomicrobium album 


6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 
ref|NR_029242.1] Methylobacter 

1 sequence 192873 194334 
Methylococcales; 


ref |NR_029239.1| Clostridium 
197405 198934 Clostridium 
ostridiaceae; Clostridium. 


144836 Bacteria_16S 
acetylenicus stra 
acetylenicus Bact 


Pelobacter. 


144836 Bacteria_16S 
beijerinckii stra 
beijerinckii Bact 
144836 Bacteria_16S 


strain IP 2227 16 
Firmicutes; 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


144836 Bacteria_16S 
strain OXB 16S ri 
B 


Proteobacteria; 


Geobacter. 


144836 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


144836 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


144836 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


144836 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


144836 Bacteria_16S 


asymbiotica subsp 


Enterobacteriales 


144836 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


144836 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


144836 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


144836 Bacteria_16S 454125 454198 5 77 gi|265678751|ref|NR_029056.1 
strain R 16086 16S ribosomal RNA, complete sequence 453819 45536 

Firmicutes; Bacillales; Macrococcus. 

144836 Bacteria_16S 464674 464735 1 62 gi|265678741|ref|NR_029046.1 
strain AU476 16S ribosomal RNA, partial sequence 464412 46582 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquili 
144836 Bacteria_16S 501600 501673 5 77 gi| 265678717 |ref|NR_029022.1 


strain Sd/3 16S r 
Firmicutes; Bacil 


144836 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


144836 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


144836 Bacteria_16S 


luminescens subsp 


Clost 
144836 Bacteria_16S 


199276 199353 1 77 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; 
210203 210260 5 62 gi 
Firmicutes; Clostridia; 

211758 211815 5 62 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; 
248557 248618 1 


eria; 
gi 
Clostridiaceae; 

62 gi 


Bacteria; Proteobacteria; 


266468 266529 1 62 
bosomal RNA, partial sequence 


gi 


280043 280120 1 77 


gi 


cteria; Proteobacteria; Deltaproteobac 
309030 309087 5 62 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Rumino 
320996 321069 5 77 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
357430 357491 1 62 gi 
ain UST950701-009P 16S ribosomal RNA, 

teria; Proteobacteria; Alphaproteobact 


390767 390828 1 62 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
399970 400031 1 62 gi 


S ribosomal RNA, complete sequence 
lales; Macrococcus. 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
503125 503186 1 62 gi 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


513678 513751 5 77 
bosomal RNA, partial sequence 


gi 


Deltaproteobacte 


in McCoyA 67 16S ribosomal RNA, partia 
Clostrid 


strain Sgly2 16S ribosomal RNA, parti 
Betaproteob 


rain PCA 16S ribosomal RNA, partial se 


equence 
ria; Desu 


1 sequenc 
iales; Cl 
Clostridi 


al sequen 
acteria; 


alobacter 


quence 


teria; De 


3087 
coccaceae 


sequence 
illaceae; 


partial s 


eria; Rho 


ce 3904 
riales; B 


; Enterobacteriaceae; Photorhabdus. 
410834 410907 5 77 gi|265678780|ref|NR_029085.1 
GDA154 16S ribosomal RNA, partial sequence 410506 412073 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
423188 423261 5 77 gi| 265678772 |ref|NR_029077.1 
bosomal RNA, partial sequence 422881 42442 
lales; Bacillaceae; Bacillus. 
452527 452600 5 77 gi| 265678752 |ref|NR_029057.1 


452220 45376 


501307 50281 


sequence 
eria; Rho 


bacillales; Lactobacillaceae; Lactobacillus. 
516701 516762 1 62 gi| 265678707 |ref|NR_029012.1 
- thracensis strain 39-8 16S ribosomal RNA, complete sequence 


265678930 


265678922 


265678921 
211461 21296 


265678896 


265678882 
266185 26767 
etaproteobacteria; Burkholderiales; Ox 
144836 Bacteria_16S 
sulfurreducens st 
sulfurreducens Ba 


265678873 


265678854 


265678846 


265678816 


265678794 


265678788 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


265678716 


265678709 
513446 51481 


ref |NR_029238.1 

198985 200521 
1lfuromonadales; P 
ref |NR_029230.1 
209908 211410 
stridiaceae; Clo 
ref |NR_029229.1 


e 
oO 


um. 
ref|NR_029204.1 
e 248268 249768 


eisseriales; Nei 


Cc 
N 


ref|NR_029188.1 


ceae; Oxalobacte 
ref|NR_029179.1 
279814 281221 


ulfuromonadales; 


a 


s 


ref|NR_029160.1 
4 310144 Rumino 
Ruminococcus. 


7 


’ 


e 
d 


quen 
obac 


ce 
terales; 


ref |NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref|NR_029093.1 
rtial sequence 


8 
u 


ref|NR_029021.1 
502862 504310 
dobacterales; Rho 
ref|NR_029014.1 
3 Lactobacillus 


Pelobacter 
Pelobacter 
elobacteraceae; 


Clostridium 

Clostridium 
stridium. 

Clostridium baratii 


8 Clostridium baratii Bacteria; 


Microvirgula 
Microvirgula 
sseriaceae; 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


ty 
Geobacter 
Geobacter 

Geobacteraceae; 


Ruminococcus callidus 
coccus callidus 


Bacillus 
Bacillus 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Lactobacillus 
Lactobacillus 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Bacillus indicus 


1 Bacillus indicus Bacteria; 


Loktanella 
Loktanella 
dobacteraceae; 


Lactobacillus rossiae 
rossiae Bacteria; 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


144836 Bacteria_16S 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, 


’ 


Photorhabdus. 
62 


Enterobacteriaceae; 
518267 518328 1 


gi 


265678706 
complete sequence 517982 519496 Photorhabdus 


ref|NR_029011.1 


Photorhabdus 


luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Enterobacteriacea 


e; Photorhabdus. 


144836 Bacteria_16S 525908 525981 5 77 gi 
contaminans strain R-16222 16S ribosomal RNA, partial s 
contaminans Bacteria; Firmicutes; Bacillales; Bacillace 
144836 Bacteria_16S 548796 548873 1 77 gi 
strain TMAO3 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
144836 Bacteria_16S 571715 571776 1 62 gi 
helgolandensis strain Hel 10 16S ribosomal RNA, partial 
helgolandensis Bacteria; Proteobacteria; Alphaproteobac 
Jannaschia. 
144836 Bacteria_16S 
strain LF13 16S r 
Caldithrix. 
144836 Bacteria_16S 


582155 582232 1 77 
ibosomal RNA, partial sequence 


gi 


589637 589694 5 62 
strain 3WC2 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
144836 Bacteria_16S 606219 606292 5 77 gi 


gi 


picturae strain R-5321 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanoba 
144836 Bacteria_16S 609290 609363 5 77 gi 


psychrophilum strain CMS 530r 16S ribosomal RNA, partia 
psychrophilum Bacteria; Firmicutes; Bacillales; Planoco 
144836 Bacteria_16S 629137 629198 1 62 gi 
strain CE2105 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
144836 Bacteria_16S 642921 642998 1 77 gi 
H 1 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
144836 Bacteria_16S 651966 652023 5 62 gi 
strain CK55 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

144836 Bacteria_16S 660949 661022 5 77 gi 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, par 
pinnipedialis Bacteria; Firmicutes; Bacillales; 
144836 Bacteria_16S 680708 680769 1 62 


Jeotgal 
gi 


548509 55004 


581868 58337 


628893 63029 


642624 644123 Sporo 


265678701|ref|NR_029006.1| Anoxybacillus 
equence 525601 527141 Anoxybacillus 

ae; Anoxybacillus. 

265678686 |ref|NR_028991.1| Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Sporomusa. 
265678671|ref|NR_028976.1| Jannaschia 
sequence 571472 572837 Jannaschia 
teria; Rhodobacterales; Rhodobacteraceae; 
265678664|ref|NR_028969.1| Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


265678659|ref|NR_028964.1| Clostridium colicanis 
589361 590795 Clostridium colicanis Bacteria; 

Clostridium. 

265678647|ref|NR_028952.1| Oceanobacillus 

nce 605920 607435 Oceanobacillus picturae 

cillus. 

265678645 |ref|NR_028950.1| Planomicrobium 

1 sequence 609006 610485 Planomicrobium 

ccaceae; Planomicrobium. 

265678631|ref|NR_028936.1| Roseospira marina 


8 Roseospira marina Bacteria; 

llaceae; Roseospira. 

ref|NR_028927.1| Sporomusa ovata strain 
musa ovata Bacteria; Firmicutes; 


Rhodospiri 
265678622 


265678615|ref|NR_028920.1| Clostridium uliginosum 
651676 653112 Clostridium uliginosum Bacteria; 

Clostridium. 

265678608|ref|NR_028913.1| Jeotgalicoccus 

tial sequence 660668 662086 Jeotgalicoccus 

icoccus. 

265678595|ref|NR_028900.1| Neisseria animalis 


strain NA 1 16S r 
Proteobacteria; B 


144836 Bacteria_16S 


marismortui strai 


ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
718340 718413 5 77 gi 
n 123 16S ribosomal RNA, complete sequ 


680477 68183 


1 Neisseria animalis Bacteria; 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibac 
144836 Bacteria_16S 721373 721434 1 62 gi 
strain XINach 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
144836 Bacteria_16S 722959 723020 1 62 gi 
luminescens subsp. laumondii strain TTO1 16S ribosomal 
Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
144836 Bacteria_16S 724542 724603 1 62 gi 
luminescens subsp. akhurstii strain FRGO4 16S ribosomal 
Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 


Photorhabdus. 


v 


eriaceae; Neisseria. 

265678569 |ref|NR_028873.1| Virgibacillus 

ence 718019 719581 Virgibacillus marismortui 

illus. 

265678567 |ref|NR_028871.1]| Photorhabdus temperata 
721087 722612 Photorhabdus temperata Bacteria; 

Enterobacteriaceae; Photorhabdus. 

265678566 |ref|NR_028870.1| Photorhabdus 

RNA, partial sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


265678565 
RNA, part 


Photorhabdus 
724253 725774 


ref 
ial 


NR_028869.1 
sequence 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


144836 Bacteria_16S 726112 726189 1 77 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

144836 Bacteria_16S 757084 757145 1 62 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
144836 Bacteria_16S 758587 758648 1 62 gi|265678540|ref|NR_028844.1| Alysiella filiformis 


strain Al 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; 
144836 Bacteria_16S 760139 760200 1 62 
strain V33 16S ribosomal RNA, partial sequence 


Neiss 
gi 


758305 75981 


759866 76120 


5 Alysiella filiformis Bacteria; 
Alysiella. 
ref|NR_028843.1| Neisseria dentiae 
6 Neisseria dentiae Bacteria; 


eriaceae; 
265678539 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

144836 Bacteria_16S 796917 796990 5 77 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

144836 Bacteria_16S 822909 822970 1 62 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
144836 Bacteria_16S 857826 857911 1 85 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 


mexicanus strain Lupl 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 


ce 857526 859025 Desulfovibrio mexicanus 
ibrionales; Desulfovibrionaceae; Desulfovibrio. 


144836 Bacteria_ 


strain Kl 16S ri 
Proteobacteria; 


144836 Bacteria_ 


strain N-1 16S r 
Proteobacteria; 


144836 Bacteria_ 


koreensis strain 
Bacteria; Firmic 


144836 Bacteria_ 


strain Greoux 11 
Bacteria; Proteo 


144836 Bacteria_ 


nubinhibens stra 
Bacteria; Proteo 


144836 Bacteria_ 


strain DSS-3 16S 


salivarius strai 
salivarius Bacte 


144836 Bacteria_ 


strain T7 16S ri 
Firmicutes; Baci 


144836 Bacteria_ 


quisquiliarum st 
quisquiliarum Ba 


144836 Bacteria_ 


ryukyuensis stra 
ryukyuensis Bact 


144836 Bacteria_ 


1139 16S ribosom 
Bacillales; Baci 


144836 Bacteria_ 


strain D2-18 16S 
Firmicutes; Clos 


144836 Bacteria_ 


iheyensis HTE831 
Bacteria; Firmic 


144836 Bacteria_ 


efficiens YS-314 
Bacteria; Actino 
Corynebacterium. 


144836 Bacteria_ 


psychrophilus st 
psychrophilus Ba 


144836 Bacteria_ 


halotolerans str 
halotolerans Bac 


144836 Bacteria_ 


strain 2DT 16S r 
Firmicutes; Baci 


144836 Bacteria_ 


506 16S ribosoma 
Alphaproteobacte 


144836 Bacteria_ 


subsp. subtilis 


subsp. 


gallaeciensis st 
gallaeciensis BS 
Phaeobacter. 


144836 Bacteria_ 


metallidurans st 
metallidurans CH 
Cupriavidus. 


144836 Bacteria_ 


antarcticus stra 
Bacteria; 


144836 Bacteria_ 
HEL-45 16S ribosomal RNA, partial sequence 


subtilis B 
144836 Bacteria_ 


Proteob 


16S 859380 859457 
bosomal RNA, partial 
Deltaproteobacteria; 
16S 873082 873143 1 62 
ibosomal RNA, partial sequence 
B 


1 
sequence 


77 gi 


gi 


16S 898744 898817 5 77 


gi 
utes; Bacillales; Paenibacillaceae; 
16S 903340 903401 1 62 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
16S 928151 928212 1 62 gi 
L 
b 


b 


acteria; Alphaproteobacteria; Rhodobac 
16S 929639 929700 1 62 gi 
ribosomal RNA, partial sequence 


16S 932753 932826 5 77 gi| 265678423 
n HO 66 16S ribosomal RNA, complete sequence 

ria; Firmicutes; Lactobacillales; Lactobacillacea 
16S 1008111 1008184 5 77 gi| 265678372 
bosomal RNA, partial sequence 1007814 10092 
llales; Bacillaceae; Bacillus. 

16S 1046340 10464135 77 gi| 265678347 


xr 
cteria; Firmicutes; Bacillales; 
16S 1055345 10554185 77 
i 
e 


gi 


Bacillace 
77 gi 


Firmicutes; Bacillales; 
1086835 1086908 5 
complete sequence 
Bacillus. 


ria; 
16S 
al RNA, 
llaceae; 


16S 1103456 11035375 85 gi| 265678306 
ribosomal RNA, partial sequence 1103152 11046 
tridia; Clostridiales; Clostridiales Family XIII. 
16S 1154895 1154968 5 77 gi| 253680753 


Oceanoba 
gi 


utes; 
16S 


Bacillales; 
1256166 1256223 5 


Bacillaceae; 

62 
bacteria; Actinobacteridae; Actinomycet 
16S 1284619 1284692 5 77 gi 
rain YKJ-115 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Jeotgal 
16S 1286176 1286249 5 77 gi 
ain YKJ-101 16S ribosomal RNA, partial 

teria; Firmicutes; Bacillales; Jeotgali 
16S 1296677 12967505 77 gi 
ibosomal RNA, partial sequence 

llales; Bacillaceae; Bacillus. 

16S 1305845 1305906 1 62 
1 RNA, complete sequence 
ria; Rhizobiales; Xanthobacteraceae; St 
16S 1314950 1315023 5 77 gi 
strain DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
16S 1336445 1336506 1 62 gi 
rain BS107 16S ribosomal RNA, partial s 
107 Bacteria; Proteobacteria; Alphaprot 


gi 


16S 1337925 1337986 1 
rain CH34 16S ribosomal RNA, 
34 Bacteria; Proteobacteria; 


62 gi 
partial se 
Betaproteo 


16S 
ak 


1362219 1362280 1 62 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
16S 1378932 1378993 1 62 gi 


859076 86059 
Desulfuromonadales; 


872811 87416 


etaproteobacteria; Burkholderiales; Burkholderia 


Y¥C300 16S ribosomal RNA, partial seque 


Pae 


n ISM 16S ribosomal RNA, partial seque 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
144836 Bacteria_ 


ain BLx 16S ribosomal RNA, partial seq 
Bacilla 


n 015-7 16S ribosomal RNA, partial seq 


1086532 1088056 Bacil 


16S ribosomal RNA, partial sequence 1154576 11561 


16S ribosomal RNA, partial sequence 1255896 12573 


1296399 12978 


1305606 1307012 Stark 


265678472 


; Geobacte 
265678463 


265678445 
nce 89842 


265678442 
e 90307 
lales; Leg 
265678426 
nce 92790 
terales; R 
265678425 


hodobacter 


uence 
ceae; Cera 
265678340 
uence 

ae; Parali 
265678318 


cillus. 
219857144 
ales; Cory 
219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
219857534 


219846269 


arkeya. 

228716557 
1 sequence 
laceae; Ba 
228721486 
equence 

eobacteria 


228721484 
quence 
bacteria; 


228719132 
nce 13619 
terales; R 


nibacillus. 


ref|NR_028775.1| Geobacter thiogenes 
6 Geobacter thiogenes Bacteria; 
raceae; Geobacter. 

ref|NR_028766.1| Cupriavidus necator 
6 Cupriavidus necator Bacteria; 
ceae; Cupriavidus. 

ref|NR_028747.1| Paenibacillus 

7 899962 Paenibacillus koreensis 
ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 
3 Ruegeria pomeroyi Bacteria; 


Legionella gresilensis 
ella gresilensis 
ionella. 

Roseovarius 
arius nubinhibens 


aceae; Ruegeria. 

ref|NR_028725.1| Lactobacillus 
932436 934005 Lactobacillus 

e; Lactobacillus. 

ref|NR_028674.1| Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


ref|NR_028649.1| Cerasibacillus 
1046039 1047522 Cerasibacillus 
sibacillus. 
ref|NR_028642.1| Paraliobacillus 
1055053 1056552 Paraliobacillus 
obacillus. 
ref|NR_028620.1| Bacillus akibai strain 
lus akibai Bacteria; Firmicutes; 


ref|NR_028608.1| Mogibacterium pumilum 

21 Mogibacterium pumilum Bacteria; 
Incertae Sedis; Mogibacterium. 
ref|NR_028001.1| Oceanobacillus 

00 Oceanobacillus iheyensis HTE831 
ref|NR_024772.1| Corynebacterium 


49 Corynebacterium efficiens YS-314 
nebacterineae; Corynebacteriaceae; 


ref |NR_025644.1 
1284334 128584 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


ref |NR_025643.1 
1285891 128739 


ref|NR_025122.1| Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 


ref 
eya 


NR_025859.1 
novella Bact 


Starkeya novella DSM 
eria; Proteobacteria; 


228717469 


ref|NR_027552.1| Bacillus subtilis 
1314657 1316173 Bacillus subtilis 
cillus. 
ref|NR_027609.1| Phaeobacter 
1336206 1337587 Phaeobacter 
; Rhodobacterales; Rhodobacteraceae; 
ref|NR_027607.1| Cupriavidus 
1337638 1339130 Cupriavidus 
Burkholderiales; Burkholderiaceae; 
ref|NR_027580.1| Octadecabacter 
76 1363364 Octadecabacter antarcticus 307 
hodobacteraceae; Octadecabacter. 
ref|NR_027563.1| Oceanibulbus indolifex 


1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanibulbus. 


144836 Bacteria_ 
strain TH-23 16S 
Firmicutes; 
144836 Bacteria_ 


strain B4P 16S ri 
B 


Proteobacteria; 
144836 Bacteria_ 


strain S2 16S rib 
B 


Proteobacteria; 
144836 Bacteria_ 


strain M2000/95/1 
Proteob 


Bacteria; 
144836 Bacteria_ 


stenotrophicus st 
stenotrophicus Ba 


Thalassobacter. 
144836 Bacteria_ 
strain SK-1T 16S 
Proteobacteria; 
144836 Bacteria_ 


strain DhA-35 16S 


Bacil 


G 


acteria; Gammaproteobacteria; Pasteure 
16S 1444139 1444200 1 62 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


16S 1459039 1459100 1 62 
ribosomal RNA, partial sequence 


gi 


llales 

224581424 
sequen 
teria; 


1458766 1 


, 


ce 


224581413 
4602 


Pa 


Rho 


16S 1419402 1419475 5 77 gi| 224581445 |ref|NR_027227.1| Bacillus infernus 

ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 

lales; Bacillaceae; Bacillus. 

16S 1424021 1424082 1 62 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 

bosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 

etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

16S 1437964 1438025 1 62 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 

osomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 

etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

16S 1442606 1442667 1 62 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 


steurellaceae; Actinobacillus. 

ref|NR_027205.1| Thalassobacter 
1443876 1445340 Thalassobacter 

dobacterales; Rhodobacteraceae; 


ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 
16S 1468209 1468270 1 62 gi| 224581407 |ref|NR_027188.1| Zoogloea resiniphila 
ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

144836 Bacteria_16S 1507455 1507516 1 62 gi|219846303|ref|NR_025893.1| Neisseria elongata 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 1507158 1508633 Neisseria 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Neisseria. 

144836 Bacteria_16S 1554405 1554478 5 77 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

144836 Bacteria_16S 1561824 1561897 5 77 gi|219846143|ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

144836 Bacteria_16S 1576853 15769105 62 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 1581373 1581434 1 62 gi|219878490|ref|NR_025629.1| Rhodovarius 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

144836 Bacteria_16S 1586014 1586087 5 77 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 


LMG 22167 16S rib 


Bacillales; Bacil 


144836 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 


Loktanella. 


144836 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


144836 Bacteria_16S 
maitriensis strai 


Bacteria; 


144836 Bacteria_16S 
galactosidilyticu 


galactosidilyticu 


Firmicu 
144836 Bacteria_16S 
VKM B1479 16S rib 


osomal RNA, partial sequence 


1585730 15872 


33 Bacillus humi Bacteria; Firmicutes; 


laceae; Bacillus. 
1612035 1612096 1 62 gi|219878468|ref|NR_025607.1| Loktanella 
in LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
1633254 1633315 1 62 gi|219878454|ref|NR_025593.1| Oceanisphaera 
DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 
a; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 
1634834 1634907 5 77 gi| 219878453 |ref|NR_025592.1| Planococcus 
n S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
tes; Bacillales; Planococcaceae; Planococcus. 
1649939 1650000 1 62 gi| 219878442 |ref|NR_025581.1| Labrys monachus strain 
osomal RNA, partial sequence 1649700 1651141 Labrys monachus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 
1651471 16515445 77 gi| 219878441 |ref|NR_025580.1| Bacillus 
s strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
1685029 1685102 5 77 gi|219878418|ref|NR_025557.1| Bacillus aeolius 


144836 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


144836 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


144836 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


144836 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; 


strain SH1 16S ri 
Firmicutes; Clost 


R 
144836 Bacteria_16S 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1689579 1689652 5 77 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1702010 1702083 5 77 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1705015 1705092 9 84 gi 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
1706532 1706589 5 62 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 


ne 
co 


nc 
11 


Clostridiaceae; 


e 
ccu 


e 
us. 


1684753 16861 


219878414 


16892 
s. 


219878406 


17017 


219878404 
1704738 17061 
rmoleophil 
219878403 
1706248 1707730 Clostridium diolis Bacteria; 
Clostridium. 


55 Bacillus aeolius Bacteria; 


ref|NR_025553.1 
86 1690816 Planoc 


Planococcus 
occus rifietoensis 


Halobacillus 
cillus karajensis 


ref|NR_025545.1 
02 1703230 Haloba 


ref |NR_025543.1| Thermoleophilum album 
97 Thermoleophilum album Bacteria; 
aceae; Thermoleophilum. 

ref|NR_025542.1| Clostridium diolis 


144836 Bacteria_16S 
strain R-8904 16S 


1711085 1711146 1 62 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


144836 Bacteria_16S 1724842 1724903 1 62 


strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


144836 Bacteria_16S 77 
strain LMG 18422 
Firmicutes; Bacillales; 
144836 Bacteria_16S 

halodurans strain 
Bacteria; 


144836 Bacteria_16S 


1752186 17522595 
Bacillaceae; Bacillus. 


1765834 1765895 1 62 


1779391 17794645 77 


agarexedens strain DSM 1327 16S ribosomal RNA, partial 


agarexedens Bacteria; 
144836 Bacteria_16S 


Firmicutes; Bacillales; 


1789869 1789942 5 77 


carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 
Bacillaceae; 


carmonensis Bacteria; Firmicutes; Bacillales; 
144836 Bacteria_16S 1803640 1803713 5 77 
necropolis strain LMG 19488 16S ribosomal RNA, 

necropolis Bacteria; Firmicutes; Bacillales; 


144836 Bacteria_16S 1808267 1808340 5 TT 


antarcticus strain CMS 26o0r 16S ribosomal RNA, partial 


antarcticus Bacteria; 
144836 Bacteria_16S 
strain DSM 10404 16S ribosomal RNA, 
Bacteria; Firmicutes; Bacillales; Bacillaceae; 
144836 Bacteria_16S 1829606 1829667 1 62 
limicola strain GolChil 16S ribosomal RNA, 


Firmicutes; Bacillales; 


1823609 1823682 5 77 


limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocycla 
144836 Bacteria_16S 1841914 18419875 77 gi| 219878307 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 18431 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 1843479 18435525 77 gi| 219878306 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 18446 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 
144836 Bacteria_16S 1851084 1851145 1 62 gi| 219878301 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 18521 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
144836 Bacteria_16S 1860017 1860078 1 62 gi| 219878294 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 


stellipolaris Bacteria; 
Alteromonas. 
144836 Bacteria_16S 1872283 1872344 1 62 

strain LUH4616 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


144836 Bacteria_16S 1878325 1878386 1 62 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; 


144836 Bacteria_16S 1879900 1879977 1 77 
vibrioides strain FKBS1 16S ribosomal RNA, 
vibrioides Bacteria; Firmicutes; Clostridia; 


144836 Bacteria_16S 1881481 1881558 1 eT 


strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; Sporomusa 


Firmicutes; Clostridia; 


144836 Bacteria_16S 1883057 1883134 1 77 


strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 18842 


Firmicutes; Clostridia; 


144836 Bacteria_16S 1884637 1884714 1 77 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 


Firmicutes; Clostridia; 
144836 Bacteria_16S 
schindleri strain 


1887729 1887790 1 62 


144836 Bacteria_16S 1904283 1904344 1 62 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 


144836 Bacteria_16S 1913103 1913164 1 62 


strain LUH 3792Type 16S ribosomal RNA, partial sequence 


Bacteria; 
144836 Bacteria_16S 


1922367 1922428 1 62 


16S ribosomal RNA, partial sequence 1751903 17534 


34Alc 16S ribosomal RNA, partial sequence 17655 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Paenibacillaceae; P 


complete 


Bacillaceae 


Planococcaceae; 


complete sequence 
Halobacillus. 


complete sequence 


Gammaproteobacteria; Alte 


complete sequence 
Clostridiales; 


LUH5832 16S ribosomal RNA, partial sequence 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; 


gi|219878400 
1710844 17122 


gi|219878391 


gi|219878372 
gi|219878360 


219878350 
sequence 


gi 


gi| 219878342 
Virgib 
219878333 
sequence 
; Virgiba 
219878330 
sequence 

Pla 
219878320 
18233 


gi 


gi 


gi 


gi|219878316 


sequenc 
gi|219878286 
1872026 18734 


gi|219878282 


gi|219878279 
gi|219878278 


gi|219878277 


Clostridiales; Veillonellaceae; Sporomusa. 


gi|219878276 


Clostridiales; Veillonellaceae; Sporomusa. 


gi| 219878273 


219878260 
19040 


gi 


gi|219878253 


Ectothiorhodospiraceae; 


Burkholderiales; 


Veillonellaceae; 


Pseudomonadales; 


Chromatiaceae; 


ref|NR_025539.1| Loktanella salsilacus 
58 Loktanella salsilacus Bacteria; 
Loktanella. 

ref|NR_025530.1| Comamonas kerstersii 
36 Comamonas kerstersii Bacteria; 
Comamonas. 
ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


ref|NR_025499.1| Alkalilimnicola 
52 1767023 Alkalilimnicola halodurans 
Alkalilimnicola. 
ref|NR_025489.1| Paenibacillus 
1779107 1780619 Paenibacillus 
aenibacillus. 
ref|NR_025481.1| Virgibacillus 
1789570 1791087 Virgibacillus 
acillus. 
ref|NR_025472.1| Virgibacillus 
1803341 1804862 Virgibacillus 
cillus. 
ref|NR_025469.1] Planococcus 
1807983 1809461 Planococcus 


nococcus. 

ref|NR_025459.1| Halobacillus trueperi 
01 1824836 Halobacillus trueperi 
ref|NR_025455.1| Propionivibrio 


1829317 1830847 Propionivibrio 
les; Rhodocyclaceae; Propionivibrio. 
ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


ref|NR_025440.1| Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
llaceae; Roseospira. 

ref |NR_025433.1] Alteromonas 

e 1859752 1861233 Alteromonas 
romonadales; Alteromonadaceae; 


ref|NR_025425.1| Acinetobacter parvus 
90 Acinetobacter parvus Bacteria; 
ae; Acinetobacter. 
ref|NR_025421.1| Limnobacter 

1878060 1879547 Limnobacter 
Burkholderiaceae; Limnobacter. 
NR_025418.1| Propionispora 
1879598 1881131 Propionispora 
Propionispora. 
ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 
ref|NR_025416.1 
88 Sporomusa 


Sporomusa malonica 
malonica Bacteria; 


ref|NR_025415.1 
66 Sporomusa 


Sporomusa acidovorans 
acidovorans Bacteria; 


ref|NR_025412.1| Acinetobacter 

1887472 1888937 Acinetobacter 
Moraxellaceae; Acinetobacter. 
ref |NR_025399.1| Thioalkalicoccus 
81 1905405 Thioalkalicoccus limnaeus 
Thioalkalicoccus. 


ref|NR_025392.1| Acinetobacter ursingii 


1912872 1914310 Acinetobacter ursingii 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Acinetobacter. 


gi|219878246 


ref|NR_025385.1| Ralstonia 


mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 


mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Ralstonia. 


144836 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


144836 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


144836 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


144836 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


144836 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


1 
G 


144836 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; G 


144836 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


144836 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


144836 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


144836 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


144836 Bacteria_16S 


strain SW-47 16S 


Proteobacteria; G 


144836 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


144836 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


144836 Bacteria_16S 


strain AU2944 16S 


lales; Planococcaceae; 
2119233 2119306 5 
ribosomal RNA, partial 
lales; Bacillaceae; 
2122223 2122284 1 


riboso 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
144836 Bacteria_16S 2123728 21238015 77 gi|219857652|ref|NR_025241.1 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 21249 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 2125284 2125357 5 77 gi|219857651|ref|NR_025240.1 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 21265 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 2162925 2163002 1 77 gi|219857626|ref|NR_025215.1 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 216416 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

144836 Bacteria_16S 2169115 2169188 5 77 gi|219857622|ref|NR_025211.1 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 217030 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobact 
144836 Bacteria_16S 2190392 2190465 5 77 gi|219857605|ref|NR_025193.1 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

144836 Bacteria_16S 2191889 2191962 5 77 gi|219857604|ref|NR_025192.1 


strain Z-7792 16S 
Firmicutes; Bacil 


144836 Bacteria_16S 
ain HKU1 16S ribosomal RNA, partial se 
teria; 
144836 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 


strain ICPB 3636 


Proteobacteria; B 


Planococcus. 
ae 
sequence 


Halobacillus. 


62 


mal RNA, partial sequence 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


2229671 2229732 1 


Proteobacteria; 
2264907 2264968 1 


62 gi| 219857579 |ref|NR_025167.1 
quence 2229404 223086 
Betaproteobacteria; Neisseriales; Neisser 
62 gi|219857556|ref|NR_025144.1 


gi|219857655 
2118933 21204 


gi|219857653 
2121958 21233 


2191612 21930 


16S ribosomal RNA, partial sequence 2264632 22660 


2274092 2274153 1 


etaproteobacteria; Neisseriales; Neiss 
144836 Bacteria_16S 


62 


eriaceae; 
219857550 


gi 


ref|NR_025244.1 
54 Halobacillus 


ref |NR_025242.1 


37 Amphibacillus 


Simonsiella. 


1936062 1936123 1 62 gi| 219878237 |ref|NR_025376.1| Comamonas 
ain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

1940583 1940656 5 77 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
lales; Bacillaceae; Bacillus. 

1973935 1974008 5 77 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
ibosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
lales; Planococcaceae; Marinibacillus. 

1998829 1998890 1 62 gi|219878196|ref|NR_025335.1| Pragia fontium strain 
somal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
ia; Enterobacteriales; Enterobacteriaceae; Pragia. 

2001899 2001960 1 62 gi|219878194|ref|NR_025333.1| Leminorella grimontii 
6S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 

2029032 2029093 1 62 gi|219878176|ref|NR_025315.1| Chromatium okenii 
S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

2049036 2049113 1 77 gi|219878159|ref|NR_025298.1| Anaeroarcus 
n DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
ria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

2050596 2050673 1 77 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
6S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
ridia; Clostridiales; Veillonellaceae; Anaerosinus. 

2067324 2067385 1 62 gi|219878145|ref|NR_025284.1| Thauera terpenica 
ibosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

2094882 2094955 5 TF gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2100937 2100998 1 62 gi|219878121|ref|NR_025260.1| Alteromonas marina 
ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

2114627 21147005 77 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
ibosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Carnobacterium 
5 Carnobacterium 
erium. 
Amphibacillus 
acillus fermentum 


Amphibacillus tropicus 
tropicus Bacteria; 


Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


ref|NR_025138.1 


Cupriavidus basilensis 


strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


144836 Bacteria_ 
campinensis strain WS2 16S ribosomal RNA, partial sequenc 
Proteob 


Bacteria; 


144836 Bacteria_ 
buryatense strain 


Bacteria; 


Proteobacteria; 


144836 Bacteria_ 
strain NRRL B-231 
Bacil 


Firmicutes; 


144836 Bacteria_ 
granivorans strai 


Bacteria; 


144836 Bacteria_ 
denitrificans str 
denitrificans Bac 
144836 Bacteria_ 
limimaris strain 
Proteob 


Bacteria; 


144836 Bacteria_ 
strain YKJ-10 16S 
Bacil 


Firmicutes; 


144836 Bacteria_ 
gottschalkii stra 
gottschalkii Bacteria; 


Anaerobranca. 


144836 Bacteria_ 
viterbiensis stra 
viterbiensis Bacteria; 
144836 Bacteria_ 
quisquiliarum str 
quisquiliarum Bac 


Methylosarcina. 


144836 Bacteria_ 


strain AML-C10 1 
Proteobacteria; 


144836 Bacteria_ 


strain IH25 16S 
Firmicutes; 


144836 Bacteria_ 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 24374 


Proteobacteria; 


144836 Bacteria_ 
psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; Proteobacteria; Gammaproteobact 


Methylobacter. 


144836 Bacteria_ 


koreense strain 
Bacteria; Firmic 


144836 Bacteria_ 


aerophilum strai 
Bacteria; Proteo 


144836 Bacteria_ 


strain 3CB-1 16S 
Proteobacteria; 


144836 Bacteria_ 


strain MF63 16S 
Proteobacteria; 


144836 Bacteria_ 


beliardensis str 
beliardensis Bac 


144836 Bacteria_ 


strain DSM 12272 
Firmicutes; Clos 


144836 Bacteria_ 


strain LMG 3413 
Proteobacteria; 


144836 Bacteria_ 


subsp. 
subtilis subsp. 


Firmicutes; 


Lactobacillales; 


16S 2275626 2275687 1 62 gi 
acteria; Betaproteobacteria; Burkholde 
16S 2277179 2277240 1 62 gi 
5B 16S ribosomal RNA, partial sequenc 
16S 2283266 2283327 1 62 


bosomal RNA, partial sequence 


gi 


16S 2284812 2284885 5 77 gi 
54 16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

16S 2345085 2345158 5 77 gi 
n A30 16S ribosomal RNA, partial seque 
Bacillales; Paenibacillaceae; 


16S 2352574 2352635 1 62 


gi 
teria; Proteobacteria; Betaproteobacte 
16S 2354113 23541901 77 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 

16S 2381480 2381553 5 77 
ribosomal RNA, partial sequence 


gi 


teria; Proteobacteria; 


16S 
6 


2413540 2413601 1 62 
S ribosomal RNA, partial sequence 


gi 


16S 
xr 


2419755 2419828 5 77 
ibosomal RNA, partial sequence 
Leuconostoc. 
2436240 2436301 1 


gi 


16S 62 gi 
Betaproteobacteria; Burkholderiales; Bu 
16S 2439280 2439341 1 62 gi 


complete 


utes; 
16S 
n 
bacteria; Gammaproteobacteria; Thiotric 
16S 2498096 2498157 1 62 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 
16S 2499635 2499696 1 62 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 
16S 2502698 2502759 1 62 gi 
ain Montbeliard Al 16S ribosomal RNA, p 
teria; Proteobacteria; Gammaproteobacte 
16S 2530027 2530084 5 62 gi 


Bacillales; Planococcaceae; 


2468216 2468277 1 62 gi 


gi 


tridia; Clostridiales; 
16S 2531533 2531594 1 
1 
Betaproteobacteria; Burkholderiales; Bu 
16S 2550675 2550748 5 77 gi 


Clostridiaceae; 
62 gi 


219857549 


ri 
219857548 
e 
Proteobacteria; Gammaproteobacteria; Methylococcales; 
144836 Bacteria_ 
strain A45 16S ri 


219857544 
2282981 22844 
Gammaproteobacteria; Methylococcales; Methylococc 
219857542 


219857497 
nc 
Paenibacillus. 
219857492 
ain 123 16S ribosomal RNA, partial seque 
ri 
219857491 
nc 
Syntrophob 
219857472 
2381197 23827 


lales; Bacillaceae; Bacillus. 
16S 2396655 2396716 1 62 gi|219857462|ref|NR_025050.1 
in LBS3 16S ribosomal RNA, partial sequence 2396386 239781 
Firmicutes; Clostridia; Clostridiales; Clostridiales Famil 
16S 2405807 2405864 5 62 gi| 219857456 |ref|NR_025044.1 
in JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 240701 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cal 
16S 2411974 2412035 1 62 gi|219857452|ref|NR_025040.1 
ain AML-D4 16S ribosomal RNA, partial sequence 2411699 241321 


Gammaproteobacter 


219857451 
2413261 24147 
Gammaproteobacteria; Methylococcales; Methylococc 
219857446 
2419471 24209 


219857430 


eria; Methylococcales; Met 
16S 2443875 2443948 5 77 gi|219857423|ref|NR_025011.1 
JGO7 16S ribosomal RNA, partial sequence 24435 


Planomi 
219857404 
AL3 16S ribosomal RNA, partial sequence 
ha 
219857384 

2497830 24993 
Rhodoc 
219857382 

2499368 25008 
Rhodoc 
219857380 
ar 
ri 
219857357 
16S ribosomal RNA, partial sequence 2529733 25312 
cl 
219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
rk 


ref|NR_025137.1 
59 2276842 Cupri 
rkholderiaceae; 
ref|NR_025136.1 
2276893 2278392 Methy 
Methylococcaceae; 
ref|NR_025132.1 
79 Methylobacter 
aceae; Methylob 
ref|NR_025130.1 
30 2285939 Bacill 


e 22753 
ales; Bu 


22845 


ref|NR_025085.1 
e 2344786 2346268 Paeni 
ref|NR_025080.1 

2352316 235375 
Burkholderiales; 
ref|NR_025079.1 
08 2355330 Desulf 
s; S 
ref 


nce 
a; 


e 23538 
acterale 
NR_025060.1 


ia; Methylococcales; Met 


ref|NR_025039.1 
aceae; Methylosa 
ref|NR_025034.1 


ref|NR_025018.1 
Cupriavidu 
ref|NR_025016.1 


equence 2438995 244052 


crobium. 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref |NR_024972.1 


24679 
les; Pis 


auera. 
NR_024970.1 


yclaceae; Th 
ref 


yclaceae; Az 
ref 
tial sequenc 
a; Legionell 
ref 


oarcus. 
NR_024968.1 
e 250240 
ales; Legion 
NR_024945.1 


ostridium. 
ref|NR_024944.1 


holderiaceae; Cupriavidu 


219857343 
spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 


1 


b 


Comamonadaceae; 


Cupriavidus 


avidus campinensis 


Cupriavidus. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 


acter. 


Bacillus sonorensis 
us sonorensis Bacteria; 


Paenibacillus 
acillus granivorans 


Comamonas 
7 Comamonas 
Comamonas. 
Desulfomonile 
omonile limimaris 


yntrophaceae; Desulfomonile. 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Caloramator 

6 Caloramator 
oramator. 
Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 
rkholderiaceae; 
219857428 


Ss. 

Methylobacter 
1 Methylobacter 
hylococcaceae; 


Planomicrobium 


92 2445097 Planomicrobium koreense 


Thioalkalimicrobium 

kalimicrobium aerophilum 
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57 Azoarcus toluclasticus Bacteria; 


Legionella 
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15 Clostridium gasigenes Bacteria; 


Cupriavidus pauculus 
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4 2551802 Bacillus 


spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


144836 Bacteria_16S 2566048 2566125 1 77 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

144836 Bacteria_16S 2569060 2569117 5 62 gi|219857288|ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 2606020 2606097 1 77 gi|219857264|ref|NR_024895.1| Desulfovibrio 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 2605722 2607261 Desulfovibrio burkinensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
144836 Bacteria_16S 2607585 2607646 1 62 gi|219857263|ref|NR_024894.1| Neptunomonas 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 

144836 Bacteria_16S 2613768 2613845 1 77 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 
strain CVL 16S ribosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

144836 Bacteria_16S 2621480 2621553 5 77 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

144836 Bacteria_16S 2627630 2627703 5 77 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

144836 Bacteria_16S 2641328 2641405 1 77 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

144836 Bacteria_16S 2645989 2646050 1 62 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
144836 Bacteria_16S 2648993 2649054 1 62 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

144836 Bacteria_16S 2650497 2650558 1 62 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
6a3 16S ribosomal RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

144836 Bacteria_16S 2653513 2653574 1 62 gi|219857222|ref|NR_024850.1| Azoarcus communis 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

144836 Bacteria_16S 2678999 2679072 5 77 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

144836 Bacteria_16S 2696782 2696855 5 77 gi|219857190|ref|NR_024818.1| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

144836 Bacteria_16S 2698336 2698409 5 77 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 2711875 2711948 5 77 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 2725551 2725624 5 77 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 2768807 2768880 5 77 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 2778024 2778097 5 77 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
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2 3551038 Clostridium 
lostridium. 

Zoogloea ramigera 


ramigera Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium 

3 Clostridium 
ostridium. 
Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Neisseria gonorrhoeae 


3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


144836 Bacteria_16S 3630253 3630330 1 77 
strain Dfr2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
144836 Bacteria_16S 3631778 3631855 1 77 gi 
strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
144836 Bacteria_16S 3654659 3654720 1 62 gi 
tamworthensis strain Benl03 16S ribosomal RNA, partial se 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacter 
Amaricoccus. 
144836 Bacteria_16S 3682107 3682168 1 62 gi 
arcticus strain 238 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacte 
144836 Bacteria_16S 3710721 3710778 5 62 gi 
strain Pasteur III 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
144836 Bacteria_16S 3719691 3719748 5 62 gi 
strain 2585 16S ribosomal RNA, complete sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
144836 Bacteria_16S 3722771 3722844 5 77 gi 
sporothermodurans strain M215 16S ribosomal RNA, partial 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacil 
144836 Bacteria_16S 3811070 3811143 5 77 gi 
funditum strain pf3 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; 
144836 Bacteria_16S 3855048 3855109 1 62 gi 
strain Td-21 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
144836 Bacteria_16S 3874866 3874927 1 62 gi 


gi 


cl 


anil 


rales; 
219846429 
3710425 3711931 Clostr 
ostridium. 
219846422 
3719395 37209 
ostridium. 
219846419 
sequence 
laceae; 
219846355 
3810756 3812276 Carnob 
Carnobacterium. 
219846325 
3854781 38562 
yclaceae; 
219846312 


219846485 
3629961 36314 
Geobacteraceae; 
219846484 
3631486 36329 
Geobacteraceae; 
219846468 
quence 

Rhodobacterales; 


219846449 
3681864 3683252 Octade 
Rhodobacteraceae; 


strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisser 
144836 Bacteria_16S 3887323 3887384 1 62 gi 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, pa 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; 
144836 Bacteria_16S 3913181 3913242 1 62 gi 
strain Gl 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenor 
144836 Bacteria_16S 3930134 3930207 5 77 gi|219846274|ref|NR_025864.1 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 393132 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
144836 Bacteria_16S 3959577 3959650 5 77 gi| 219846252 |ref|NR_025842.1 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 39607 

Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 3964103 3964164 1 62 gi| 219846249 |ref|NR_025839.1 
strain 2761 16S ribosomal RNA, partial sequence 3963836 39652 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
144836 Bacteria_16S 3993394 3993467 5 77 gi|219846229|ref|NR_025819.1 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 39945 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

144836 Bacteria_16S 4003875 4003948 5 77 gi|219846222|ref|NR_025812.1 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 400502 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillacea Pontibacillus. 

144836 Bacteria_16S 4005332 4005393 1 62 gi|219846221|ref|NR_025811.1 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 400647 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteri Alteromonadales; Alte 
Salinimonas. 

144836 Bacteria_16S 4040265 4040338 5 77 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 


Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 4041723 40417965 77 
strain R-6540 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
144836 Bacteria_16S 4043257 40433305 77 gi 
stackebrandtii strain K22-03 16S ribosomal RNA, partial s 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococ 
144836 Bacteria_16S 4044755 4044816 1 62 gi 
strain TF-22T 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
144836 Bacteria_16S 4102071 41021445 77 gi 
strain PAT 05 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


gi 


144836 Bacteria_16S 4127873 41279341 62 gi 


iaceae; 
219846304 
rtial sequence 
Neisseriales; 
219846285 
3912908 39143 


219846195 
4041510 40429 


219846191 
equence 

caceae; 

219846190 
4044490 40459 
eromo 
219846151 
4101786 41031 


219846131 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 


ref|NR_026077.1 
Geobacte 
ref|NR_026076.1 
Geobacte 
ref|NR_026060.1 

3654403 365582 
Rho 


ref|NR_026040.1 


ref|NR_026020.1 


ref|NR_026013.1 


ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref |NR_025946.1 


ref|NR_025915.1 
Azoarcus. 
ref|NR_025902.1 
Neisseria. 
ref |NR_025894.1 

388702 
Neisseria 


ref|NR_025875.1 


ref|NR_025785.1 


ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025780.1 


Alteromon 


ref|NR_025741.1 


77 Bacillus firmus Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


Es 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


ae 
Amaricoccus 

6 Amaricoccus 

dobacteraceae; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Bacillus 
9 Bacillus 


Carnobacterium 
acterium funditum 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Planomicrobium 
2 Planomicrobium 


Bacillus firmus strain 
Firmicutes; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Pontibacillus 
0 Pontibacillus 


Salinimonas 
7 Salinimonas 


romonadaceae; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
nadaceae; 


as. 
Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


ref|NR_025721.1 
4127615 412904 


Aestuariibacter 
8 Aestuariibacter 


halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Aestuariibacter. 


144836 Bacteria_16S 4129362 4129423 1 62 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

144836 Bacteria_16S 4130871 41309445 77 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

144836 Bacteria_16S 4132444 41325175 77 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

144836 Bacteria_16S 4166412 4166473 1 62 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

144836 Bacteria_16S 4167894 4167955 1 62 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

144836 Bacteria_16S 4196913 4196986 5 77 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

144836 Bacteria_16S 4198335 4198408 5 77 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

144836 Bacteria_16S 4221179 42212525 77 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

144836 Bacteria_16S 4224163 42242365 77 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

144836 Bacteria_16S 4231714 4231775 1 62 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

144836 Bacteria_16S 33720 33796 11 85 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 

144836 Bacteria_16S 54857 54905 11 59 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

144836 Bacteria_16S 183981 184032 11 62 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 219490 219566 11 85 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

144836 Bacteria_16S 264971 265047 11 85 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
144836 Bacteria_16S 302821 302869 11 59 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 


strain B-3 16S ribosomal RNA, partial sequence 


144836 Bacteria_16S 319439 319487 11 
strain J233 16S ribosomal RNA, partial 


144836 Bacteria_16S 338184 338260 11 85 gi| 265678832 |ref|NR_029137.1 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifido 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
144836 Bacteria_16S 432510 432586 11 85 gi|265678766|ref|NR_029071.1 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

144836 Bacteria_16S 510698 510774 11 85 gi|265678711|ref|NR_029016.1 
strain Tf 16S ribosomal RNA, partial sequence 510382 51190 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

144836 Bacteria_16S 700301 700377 11 85 gi| 265678582 |ref|NR_028887.1 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus 


Firmicutes; Bacillales; Paenibacillaceae 
144836 Bacteria_16S 839755 839831 11 


59 


sequence 


; Paenibacillus. 


85 


302503 30397 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


gi|265678847 


319228 32064 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


gi| 265678486 


ref|NR_029152.1 
0 Acholeplasma 


ref 


7 Clostridium innocuum Bacteria; 
elotrichaceae. 


Acholeplasma palmae 


palmae Bacteria; 


Bifidobacterium 
bacterium saeculare 
; Bifidobacterium. 
Paenibacillus 
acillus favisporus 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Paenibacillus odorifer 
odorifer Bacteria; 


Geobacillus uzenensis 


NR_028789.1 


strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Geobacillus. 


144836 Bacteria_16S 
strain BT-H1 16S 
Firmicutes; Clostridia 
144836 Bacteria_16S 

strain FC 097-2 1 
Tenericutes; Moll 
144836 Bacteria_16S 


acidiphilus strain TA-67 16S ribosomal 
Firmicutes; 


acidiphilus Bacteria; 
144836 Bacteria_16S 

pacificum DSM 126 
DSM 12653 Bacteria; 
Carboxydibrachium. 
144836 Bacteria_16S 
strain CCUG 33897 


Luteococcus. 
144836 Bacteria_16S 
lactoaceticus 6A 
Bacteria; Firmicutes; 
Sedis; Caldicellu 
144836 Bacteria_16S 
owensensis OL 16S 
Bacteria; Firmicutes; 
Sedis; Caldicellu 
144836 Bacteria_16S 
kristjanssonii 17 
kristjanssonii 17 
Family III. 
144836 Bacteria_16S 
strain NRRL B-162 


144836 Bacteria_16S 
philippinense strain A 


144836 Bacteria_16S 
aridum subsp. 


Actinomycetales; 
144836 Bacteria_16S 
albatum strain R 761-7 


Kibdelosporangium. 
144836 Bacteria_16S 


saxobsidens strain BC448 16S 
saxobsidens Bacteria; Actino 


Blastococcus. 
144836 Bacteria_16S 
stellifer strain 
Bacteria; Firmicutes; 
144836 Bacteria_16S 

aridum strain DSM 


Kibdelosporangium. 
144836 Bacteria_16S 


strain 3S-1 16S ribosomal RNA, partial 
Bacillales; 


Firmicutes; 
144836 Bacteria_16S 
azoreducens strain CM1l 
Bacteria; Firmicutes; 
144836 Bacteria_16S 


strain LMG 18419 16S ribosomal RNA, par 


Firmicutes; 
144836 Bacteria_16S 


hesperidum strain FR-11 16S ribosomal R 
Bacteria; Firmicutes; Bacillales; Alicy 


144836 Bacteria_16S 


strain KK19 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
144836 Bacteria_16S 


ribosomal RNA, 


6S ribosomal RNA, 
icutes; Acholeplasmata 


53 16S ribosomal RNA, 
Firmicutes; 


16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacteri 


16S ribosomal RNA, par 
Clostridia; 
losiruptor. 


ribosomal RNA, partia 
Clostridia; 
losiruptor. 


7R1B strain 16S riboso 
7R1B Bacteria; 
Incertae Sedis; 


38 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actin 


largum strain SKF-AAD-609 
Kibdelosporangium aridum subsp. 
Pseudonocardineae; 


IS1 16S ribosomal RNA, 
Bacillales; 


43828 16S ribosomal R 
Bacteria; Actinobacteria; Actinobacteri 


Bacillales; 


938947 939023 11 


; Clostridiales; 
985065 985113 11 
comp 


1062992 1063068 11 


Bacil 
1194335 1194411 11 


1218404 1218480 11 


1301239 1301315 11 


1304349 1304425 11 


1324257 1324333 11 


1539280 1539356 11 


1662252 1662328 11 


80407 16S ribosomal RNA, partial 
philippinense Bacteria; Actinobacteria; 
Pseudonocardiaceae; Kibdelosporangium. 


1663792 1663868 11 


1665316 1665392 11 
16S r 


1788318 1788394 11 
ribosomal 


1800513 1800589 11 


1815931 1816007 11 


2047483 2047559 11 
complete 

Paenibacillaceae; 
2289298 2289374 11 


Firmicutes; 
Caldicellulosiruptor. 


85 


complete sequence 
Heliobacteriaceae; 


59 


lete sequence 984769 98628 
les; Acholeplasmataceae; Acholeplasma. 


85 


RNA, partial sequence 
lales; Alicyclobacillaceae; 


85 


partial sequence 
Clostridia; 


85 


rtial sequence 
dae; Actinomycetales; 


85 


tial sequence 1300923 13024 
Thermoanaerobacterale 


85 


1 sequence 
Thermoanaerobacterale 


85 


mal RNA, partial 
Clostridia; 


85 


partial sequence 
omycetales; 


85 


Actinobacteridae; 


85 


16S ribosomal RNA, partial se 
largum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; 


85 


ibosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


RNA, partial sequence 
bacteria; Actinobacteridae; 


85 


partial sequence 
Paenibacillaceae; 


85 


NA, partial sequence 18156 


dae; Actinomycetales; Pseudono 
1870744 1870820 11 85 gi| 219878287 |ref 
sequence 1870444 18719 
Bacillaceae; Geobacillus. 
1914661 1914737 11 85 gi| 219878252 |ref 
16S ribosomal RNA, partial sequence 19143 
Bacillales; Paenibacillaceae; Paenibacillus. 
1942135 194221111 85 gi| 219878233 |ref 
tial sequence 1941853 19433 
Paenibacillaceae; Paenibacillus. 
2031948 2032024 11 85 gi| 219878174 |ref 


NA, partial sequence 20316 
clobacillaceae; 


85 


sequence 
Paenibacillus. 


85 


Thermoanaerobacterale 


gi|265678419 
938639 94015 
Heliore 
265678387 


ref 


gi ref 


265678335 |ref 


gi 
Al 
228715634 |ref 


11940 


gi 
Ss; 


219878368 
12181 


gi ref 


219846639 |ref 


gi 
Ss; 
gi|219846460 


1304017 13055 
s; Thermoanaer 


ref 


219878140 
sequence 
Thermoanaerob 


gi ref 


219857376 
15389 
Pseudonocardineae; 

gi|219878433|ref 
sequence 


gi ref 


Actinomycet 


219878432 |ref 


gi 


Kibdelosporan 
219878431|ref 
e 16650 
Pseudono 


gi 


219878343 |ref 


gi 


Actinomycetal 


219878335 

18002 

Paenibacillus. 
gi|219878325|ref 


gi ref 


Al 
gi|219878160 
2047168 20487 


ref 


5 Acholeplasma 


1062699 10642 


99 1219566 Luteoc 
Propionibacterineae; 


1323941 132544 


86 1540484 Crossi 


1661967 16634 


31 1666519 Kibde 
1788037 17895 


19 1801737 Paenib 


46 1817129 Kibde 


61 1915860 Paenib 
47 Paenibacillus 
81 2033165 Alicyc 


icyclobacillus. 


07 Paenibacillus 


NR_028721.1 


NR_028689.1 


NR_028637.1 
3 
icyclobacil 
NR_027536.1 


NR_025507.1 


NR_026231.1 


NR_026051.1 


obacterales 


NR_025279.1 


acterales; T 


NR_024964.1 


Pseudonocar 
NR_025572.1 
5 
ales; Pseudo 
NR_025571.1 
quence 


gium. 
NR_025570.1 
1 


cardineae; P 


NR_025482.1 


1 


es; Frankine 


NR_025474.1 


NR_025464.1 
1 


cardineae; P 


NR_025426.1 


NR_025391.1 


NR_025372.1 


NR_025313.1 


NR_025299.1 


219857539 |ref 


gi 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 
stis. 


Acholeplasma vituli 


vituli Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 


lus. 


Carboxydibrachium 


29 1195514 Carboxydibrachium pacificum 
Thermoanaerobacteraceae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
Thermoanaerobacterales 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Caldicellulosiruptor 

8 Caldicellulosiruptor 

hermoanaerobacterales 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Kibdelosporangium 

6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Paenibacillus 
acillus stellifer 


Kibdelosporangium 
osporangium aridum 


seudonocardiaceae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Paenibacillus 
acillus azoreducens 


Paenibacillus cookii 
cookii Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Paenibacillus borealis 
borealis Bacteria; 


NR_025127.1 


Lachnobacterium bovis 


strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 


144836 Bacteria_ 
NRRL B-24104 16S 


Actinobacteria; Actinobacteridae; Actin 


144836 Bacteria_ 


yonseiensis strai 


16S 2342048 2342124 11 85 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
omycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
16S 2387604 2387680 11 85 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
n KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
144836 Bacteria_16S 2401193 2401269 11 85 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

144836 Bacteria_16S 2466699 2466775 11 85 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 2750782 2750858 11 85 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

144836 Bacteria_16S 2752276 2752352 11 85 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

144836 Bacteria_16S 2755304 2755380 11 85 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
144836 Bacteria_16S 2797419 2797495 11 85 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 
144836 Bacteria_ 


strain JCM 3166 1 
Actinobacteria; Actinobacteridae; Actin 


Planobispora. 


144836 Bacteria_16S 
parontospora subs 
Planomonospora parontospora subsp. 


Actinomycetales; 


144836 Bacteria_16S 


strain IFO 12702 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 
multiseptatus str 
multiseptatus Bac 
Geodermatophilace 
144836 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


144836 Bacteria_16S 
aeronauticum stra 
aeronauticum Bact 
144836 Bacteria_16S 
longisporum strai 
longisporum Bacte 


Streptosporangiac 


144836 Bacteria_16S 
claviforme strain 
claviforme Bacter 


Streptosporangiac 


144836 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


144836 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
144836 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


144836 Bacteria_16S 


Crypt 


osporangiaceae; Crypto 
16S 


sporangium. 
2820103 2820179 11 85 
6S ribosomal RNA, part 


gi 


omycetales; Stre 
2821597 2821673 11 85 gi 
p- antibiotica strain JCM 3094 16S rib 
Streptosporangineae; Streptosporangiac 
2826101 2826177 11 85 gi 
16S ribosomal RNA, par 
omycetales; Fran 
3010677 3010753 11 85 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 
3027325 3027401 11 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3246743 3246819 11 85 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3366774 3366850 11 85 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3368274 3368350 11 85 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3369770 3369846 11 
M 44125 16S ribosomal 
Actinobacteria; Actin 
eae; 


e; 


85 gi 


1 


s 


Ac 


85 gi 
RNA, partial seq 
obacteridae; Act 
Streptosporangium. 
3371269 3371345 11 
43023 16S ribosomal RN 
acteria; Actinobacteri 


in 


85 gi 
A, partial seque 
dae; Actinomycet 


nc 
al 


3740339 3740415 11 85 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3747655 3747731 11 85 gi 


pt 


OS 


ea 


ia 
tr 
219846756 
sequence 
Pep 
219846672 


ia 


e; 


nea 


uen 


idi 


les 


equ 


que 


nce 


e 
es; 


es; 


219856910 
ial sequence 2819828 28212 
osporang 


219856909 
omal RNA, 
antibiotica Bacteria; Actinobacteria; 
Plano: 
219856906 
tial sequence 2825825 28272 
ki 
219846916 
eq 


e; 


ce 


Actinomycet 


219846905 
1 sequen 


ales; 


, 


ence 


Actinomyc 


219846671 
se 


nce 


tinomyce 
219846670 
ue 


omycetal 


219846669 


33709 


Stre 


219846407 


37400 


Stre 


219846402 


Sp 


ref |NR_024731.1 
70 Planobispora 


ineae; Streptosp 


ref 
pa 


NR_024730.1 
rtial sequen 


mono 
ref 


spora. 
NR_024727.1 


orichthyaceae; S 
ref|NR_026508.1 

3010413 301189 
ales; Franki 


ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
NR_026264.1 
3366504 336795 
etales; Streptos 


NR_026263.1 
3368004 336944 
tales; Streptosp 


NR_026262.1 
3369499 337094 
es; Streptospora 
ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Modestobacter 
4 Modestobacter 
neae; 


Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


ref |NR_025993.1 


Nonomuraea africana 


strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 3748820 Nonomuraea africana Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosp 


orangiaceae; Nonomuraea. 


144836 Bacteria_16S 
thermocisternum s 
thermocisternum B 
144836 Bacteria_16S 
ATCC 35205 16S ri 
Clost 
144836 Bacteria_16S 
strain 7 16S ribo 
Clost 
144836 Bacteria_16S 
aggregatus strain 
Bacteria; Actinob 


Firmicutes; 


Clostridia; 


Blastococcus. 


144836 Bacteria_16S 


strain IFO 15965 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain YIM 90010 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
144836 Bacteria_16S 4105077 4105153 11 85 gi| 219846149 |ref|NR_025739.1 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

144836 Bacteria_16S 4211954 4212030 11 85 gi| 219846067 |ref|NR_025657.1 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

144836 Bacteria_16S 4230220 4230296 11 85 gi| 219846048 |ref|NR_025638.1 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial s 


3764332 3764408 11 85 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3829470 3829546 11 85 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
3833900 3833976 11 85 gi 
somal RNA, partial seq 
ridiales; Ruminococcaceae; Ruminococcu 
3839924 3840000 11 85 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


se 
ri 


e; 


Ss. 


ce 
al 


3902591 3902667 11 
16S ribosomal RNA, par 


85 gi 


219846388 
219846342 
3829173 38306 


219846339 
uence 3833603 3835009 Rumin 


219846335 


219846293 
tial sequence 3902319 39037 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025932.1 


quence 
diales; 


ium. 
NR_025929.1 
cus albus 7 


Heliobacter 
ref 


OCcOCc 


ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


38396 
es; Fran 


ref|NR_025883.1 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Blastococcus 
coccus aggregatus 


tophilaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


omycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
4061234 4061310 11 85 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 


saceae; Nocardiopsis. 
Paenibacillus lactis 
lactis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


144836 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


144836 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


144836 Bacteria_16S 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


144836 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


144836 Bacteria_16S 


proteoclasticum s 
proteoclasticum B 


144836 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


144836 Bacteria_16S 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


144836 Bacteria_16S 


strain YIM 31530 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


144836 Bacteria_16S 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


144836 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


144836 Bacteria_16S 


aquilae strain S- 


omaculum. 

62 gi 
NA, partial sequ 
ridiales; Clostr 
62 gi 


ptococcaceae; Desulfot 
22982 23033 11 
in 265 16S ribosomal R 
tes; Clostridia; Clost 
24578 24629 11 
rain R2 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
71466 71533 11 77 gi 
ain 592 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Pseudonocardia. 
73024 73091 
train 580 16S ribosoma 
acteria; Actinobacteri 
e; Pseudonocardia. 

270989 271040 11 62 gi 
train B316 16S ribosomal RNA, complete 
acteria; Firmicutes; Clostridia; Clost 
339744 339811 11 ae gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
342672 342739 11 77 gi 
YU 636-3 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 


en 
id 


ue 
id 


ue 
e; 


EL 77 gi 
1 RNA, partial s 
a; Actinobacteri 


eq 
da 


s 
ri 


cu 


461673 461740 11 
16S ribosomal RNA, par 


Vi gi 


omycetales; Propio 
506198 506265 11 TT gi 
DVS 5al 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

e; Pseudonocardia. 
522899 522966 11 
ain B5 16S ribosomal R 
acteria; Actinobacteri 


77 gi 
NA, partial sequ 
dae; Actinomycet 


en 


539656 539707 11 
BI 114 16S ribosomal R 
tes; Clostridia; Clostridiales; Rumino 
551940 551991 11 62 gi 
613 16S ribosomal RNA, partial sequence 


62 gi 
NA, partial sequ 


265679048 


265679047 


265679016 


265679015 


265678879 


265678831 
339450 34088 


265678829 


265678743 
tial sequence 461374 46285 


265678714 
quence 
Actinomyce 


265678703 
ales; 
265678692 
ence 53938 


coccaceae; 
265678684 


ref |NR_029356.1 

24226 Clostr 
Clostridium. 
NR_029355.1 
24277 25711 
ridiaceae; C 
NR_029324.1 
nce 71176 72680 
Actinomycetales; Pseudo 


ce 22677 
iaceae; 


nce 


iales; C 


ref|NR_029323.1 
72731 74244 
omycetales; Pseu 


uence 
e; Actin 


ref|NR_029185.1 
270671 272189 
Lachnospiraceae; 


ref|NR_029136.1 


equence 
diales; 


Ss. 
ref |NR_029134.1 

342395 343854 
ales; Frankineae 


ence 
inomycet 


v 


ref|NR_029048.1 


nibacterineae; Nocardioi 
ref|NR_029019.1 

505922 507359 
tales; Pseudonoc 


ref|NR_029008.1 
2 524095 Pseudo 
donocardineae; P 


ce 52260 
Pseu 


ref |NR_028997.1 
4 540811 Subdol 
Subdoligranulum 


Clostridium 
idium orbiscindens 


Clostridium 
Clostridium 
lostridium. 
Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Clostridium 
Clostridium 
Butyrivibrio. 
Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


v 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Pseudonocardia 
Pseudonocardia 
ardineae; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Subdoligranulum 
igranulum variabile 


ref |NR_028989.1 
551703 553077 Coryne 


Corynebacterium 
bacterium aquilae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


144836 Bacteria_16S 594239 594290 11 


prausnitzii strain ATCC 27768 16S ribosomal RNA, partia 
prausnitzii Bacteria; Firmicutes; Clostridia; 


144836 Bacteria_16S 665559 665626 11 
strain WoG13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 
144836 Bacteria_16S 701787 701854 11 
strain RSA19 16S ribosomal RNA, partial 
Firmicutes; Bacillales; 
144836 Bacteria_16S 706084 706135 11 
strain 111-35 16S 
Firmicutes; Clostridia; 
144836 Bacteria_16S 


Clostridiales; 
707493 707544 11 


Paenibacillaceae; 


62 


62 


ribosomal RNA, partial sequence 


62 


strain 216 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Luteococcus. 
144836 Bacteria_16S 761571 761638 11 
nematophilus strain NEMla 16S ribosomal 
nematophilus Bacteria; Firmicutes; 
144836 Bacteria_16S 838203 838254 11 
strain AC 615 16S 


144836 Bacteria_16S 845873 845924 11 


Bacillales; 


77 


Paenibacillus. 


gi| 265678656 


77 gi|265678605|ref|NR_028910.1 
sequence 665236 66673 
Syntrophomonadaceae; Pelospora. 
77 gi| 265678581 |ref|NR_028886.1 
sequence 701473 702909 Paenibacillus 


gi|265678578 


705889 70720 
Lachnospiraceae; 


Dorea. 


gi|265678577 


707255 70861 
Prop 


gi| 265678538 


RNA, partial sequence 


62 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


62 


strain 19 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
144836 Bacteria_16S 850179 850246 11 
strain OS Hl 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 
144836 Bacteria_16S 1034055 1034122 11 


Clostridiales; 


danicus strain DB4 16S ribosomal RNA, partial sequence 
Paenibacillaceae; Ane 


Bacteria; Firmicutes; Bacillales; 
144836 Bacteria_16S 1089955 1090022 11 
roseoviolacea strain A-5 16S ribosomal 
roseoviolacea Bacteria; Actinobacteria; 
Streptosporangiaceae; Nonomuraea. 

144836 Bacteria_16S 1098924 1098991 11 


macrocephala strain IFO 16266 16S ribosomal RNA, partia 


macrocephala Bacteria; Actinobacteria; 
Streptosporangiaceae; Acrocarpospora. 
144836 Bacteria_16S 1106492 1106559 11 
strain NRRL 15532 16S ribosomal 
Bacteria; Actinobacteria; 
Nonomuraea. 
144836 Bacteria_16S 
strain DF-32 16S 


1108042 1108109 11 
ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
144836 Bacteria_16S 1133740 1133791 11 
sphenisci strain CECT 5990 16S 
sphenisci Bacteria; 
Corynebacteriaceae; 
144836 Bacteria_16S 
multipartita DSM 
44233 Bacteria; Actinobacteria; 
Nakamurella. 
144836 Bacteria_16S 1170126 1170193 11 
DSM 43833 16S ribosomal 
Bacteria; Actinobacteria; 
Thermobispora. 
144836 Bacteria_16S 


Corynebacterium. 
1161015 1161082 11 


1183746 1183797 11 


colihominis DSM 17241 16S ribosomal RNA, partial sequence 
Clostridiales; 


17241 Bacteria; Firmicutes; 
144836 Bacteria_16S 


Clostridia; 
1244211 1244278 11 


metallireducens strain 853-15 16S ribosomal RNA, partia 
Firmicutes; Clostridia; 


metallireducens Bacteria; 
144836 Bacteria_16S 1290730 1290781 11 
urealyticum DSM 7109 16S ribosomal RNA, 


Corynebacteriaceae; Corynebacterium. 
144836 Bacteria_16S 1299660 1299727 11 
strain LM 161 16S ribosomal RNA, 


Clostridiaceae; 


77 
sequence 


Heliobacteriaceae; 


77 


77 


77 


77 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


77 
sequence 


62 


77 


44233 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actin 


77 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


62 


77 


62 


partial sequence 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Ac 


77 


complete sequence 


Paenibacillaceae; 


gi| 265678487 


837961 83941 
Stre 


gi|265678482 


845553 84708 
Clostridium. 


gi| 265678479 


849874 85135 
Heliorestis. 


gi|265678355 


gi| 265678316 


RNA, partial sequence 
Actinobacterida 


gi| 265678310 


265678304 


gi 


gi| 265678303 


1107766 11092 
Stre 


gi| 253680767 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 228721225 


gi|228719618 


1169826 1171294 Thermobispora 
Pseudonocardineae; P 


gi| 228717037 


gi| 219857537 


gi| 228720812 


gi| 219846779 


1 sequence 


Clostridiales; Ruminococcaceae; 


ptosporangineae; 


1033771 1035187 Aneuri 
urinibacillus 


e; Actinomycetales; 


1 sequence 


Actinobacteridae; Actinomycetales; 


1106217 1107715 Nonomu 
Streptosporangineae; 


1160739 1162206 Nakamu 
omycetales; 


11834 
Ruminococcaceae; 


1 sequence 
Clostridiales; 


12904 
tinomycetales; 


ref|NR_028961.1 
593943 595404 


ref|NR_028883.1 


ref|NR_028882.1 


ref |NR_028842.1 

761257 762788 
Paenibacillus. 
ref |NR_028790.1 


ref|NR_028785.1 


ref |NR_028782.1 


ref|NR_028657.1 
group; Aneur 
ref|NR_028618.1 

1089685 109113 
Strept 


ref|NR_028612.1 
1098650 110009 
Strepto 


ref|NR_028606.1 


ref|NR_028605.1 


Streptosp 


ref |NR_028015.1 
133500 113488 


Corynebact 


RR 


ref |NR_027604.1 


Frankineae; Na 


ref|NR_027583.1 


ref|NR_027558.1 
85 1184849 Anaero 
Anaerotru 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_027597.1 
53 1291853 Coryne 
Corynebacte 


Faecalibacterium 
Faecalibacterium 


Faecalibacterium. 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 
ionibacterineae; Propionibacteriaceae; 


Paenibacillus 
Paenibacillus 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Aneurinibacillus 

nibacillus danicus 

inibacillus. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


07 Microbispora corallina Bacteria; 
ptosporangineae; 


orangiaceae; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Anaerotruncus 

truncus colihominis DSM 
ncus. 
Desulfitobacterium 

8 Desulfitobacterium 
Desulfitobacterium. 
Corynebacterium 
bacterium urealyticum 
rineae; 


ref |NR_026371.1 


Kribbella koreensis 


1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 


144836 Bacteria_ 
cellulosolvens 6 
Bacteria; 
144836 Bacteria_ 
hafniense strain 
DCB-2 Bacteria; 

144836 Bacteria_ 


antarcticus strai 
Firmicu 


Bacteria; 
144836 Bacteria_ 


strain LTH 5753 1 
Lacto 
144836 Bacteria_16S 


Firmicutes; 


strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actin 


Actinoallomurus. 


144836 Bacteria_16S 
auripigmenti stra 
auripigmenti Bact 
144836 Bacteria_16S 
sanguinicola stra 
sanguinicola Bact 
144836 Bacteria_16S 


strain DSM 20285 
Firmicutes; 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


144836 Bacteria_16S 
DSM 20132 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


144836 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


144836 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


144836 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


144836 Bacteria_16S 


strain YIM 90003 
Actinobacteria; A 
Streptomonospora. 


144836 Bacteria_16S 


chloroethenivoran 


Firmicu 


F 


Lacto 
144836 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 
144836 Bacteria_16S 


16S 
16S ribosomal RNA, par 
tes; Clostridia; Clostridiales; 
16S 1340985 1341052 11 71 

DCB-2 16S ribosomal RN 
irmicutes; Clostridia; 
16S 1434871 1434938 11 
n 20CM 16S ribosomal R 
tes; Bacillales; Paenibacillaceae; 
16S 1477293 1477360 11 77 

6S ribosomal RNA, part 
bacillales; Lactobacillaceae; 

1528606 1528673 11 77 
S ribosomal RNA, partial sequence 
omycetales; 


1302763 1302814 11 62 gi 


gi 


Clostridiales; 
Tt gi 


gi 


gi 


1692694 1692761 11 
in OREX-4 16S ribosoma 
eria; Firmicutes; Clostridia; 
1908600 1908667 11 77 
in CCUG 43001 16S ribo 
eria; Firmicutes; Lact 
1917813 1917880 11 
16S ribosomal RNA, partial sequence 19 
bacillales; Lactobacillaceae; 
1923908 1923975 11 77 
n LM 157 16S ribosomal 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 
1952915 1952966 11 
CCUG 39784 16S riboso 
ia; Actinobacteria; Ac 
e; Corynebacterium. 
2030471 2030522 11 


Tt gi 
gi 


V7 gi 


gi 


62 gi 


tinobacteridae; 


62 gi 


e; Corynebacterium. 


2038090 2038163 5 a 


gi 
lales; Bacillaceae; Virgibacillus. 
2070450 2070517 11 77 

ain XE 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; 
2079652 2079703 11 62 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; 
eae; Propionimicrobium. 
2156935 2157002 11 
16S ribosomal RNA, par 
ctinobacteridae; Actin 


gi 


77 gi 


omycetales; Stre 


2166063 2166130 11 
s strain SL-1 16S ribo 


Tt gi 
somal RNA, parti 


chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 
Pseudonocardiaceae; Pseudonocardia. 

144836 Bacteria_16S 2249473 2249540 11 77 gi| 219857566 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 
144836 Bacteria_16S 2250998 2251065 11 77 gi| 219857565 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 22507 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

144836 Bacteria_16S 2252505 2252572 11 77 gi| 219857564 
strain KS9 16S ribosomal RNA, partial sequence 2252243 22536 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
144836 Bacteria_16S 2266438 2266505 11 77 gi| 219857555 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 22676 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

144836 Bacteria_16S 2308857 2308924 11 77 gi| 219857523 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
144836 Bacteria_16S 2311891 2311958 11 77 gi| 219857521 


subterraneus strain 34 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


tes; Bacillales; Bacillaceae; Geobacil 


A, partial seque 


NA, partial sequ 
Pae 


Stre 
1 RNA, partial s 
Clostrid 
somal RNA, parti 
obacillales; Aer 
Pediococ 


RNA, partial se 


mal RNA, partial 


16S ribosomal RNA, partial sequence 2037802 20 


complete seq 
Paeniba 


Actinobacteridae; 


tial sequence 2156657 21581 


219846514 


tial sequence 1302478 13039 
Eubact 


eriaceae; 
228721140 
nce 


224581431 


219878440 


ial sequence 1476987 14785 
Lactobac 


illus. 
219857434 


1528339 15297 
osporang 


pt 


219878412 
equence 
iales; 
219878257 
al 
oc 
219878249 
17484 19190 
cus. 
219878245 
quence 


219878226 
sequence 
Ac 


219878175 
equence 
inomy 


219878169 
393 


219878143 
uence 
cillaceae; 
219878136 
sequence 


v 


219857630 
ptosporang 


219857624 
al sequenc 


13406 
Peptococca 


ence 14345 
nibacillus. 


Pep 


sequenc 
occaceae 


Actinomyc 


tinomyce 


cet 


Actinomy 


ref |NR_026106.1 
Eubacterium. 
ref |NR_027603.1 
74 1342203 Desul 
ceae; Desulfito 
ref|NR_027213.1 
76 1436085 Paeni 


ref|NR_025579.1 
22 Lactobacillus 


ref |NR_025022.1 


ineae; Thermomo 
ref|NR_025551.1 

1692386 16939 
tococcaceae; De 
ref|NR_025396.1 
e 1908318 19098 
; Aerococcus. 
ref |NR_025388.1 


ref|NR_025384.1 
1923611 192512 
etales; Pseudon 


ref|NR_025365.1 
1952641 195404 
tales; Corynebac 


ref|NR_025314.1 
2030195 203163 
ales; Corynebac 


v 


ref|NR_025308.1 
07 Virgibacillus 


ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref|NR_025275.1 
2079371 208087 
cetales; Propio 


ref |NR_025219.1 


ineae; Nocardiop 
ref|NR_025213.1 
e 2165786 216722 


tinomycetales; P 


ref|NR_025154.1 
2249193 225066 


ref|NR_025153.1 
18 2252192 Fructo 
ref|NR_025152.1 


inea 
ref 


e; Nocardiop 
NR_025143.1 


ref|NR_025111.1 


ineae; Streptosp 


lus. 


£ 
b 


b 


1 
s 


1 


fo} 


it 


n 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Paenibacillus 
acillus antarcticus 


Lactobacillus spicheri 
spicheri Bacteria; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 
n 


osporaceae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Aerococcus 
6 Aerococcus 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Corynebacterium 
7 Corynebacterium 
terineae; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Virgibacillus proomii 
proomii Bacteria; 


Thermobacillus 
8 Thermobacillus 


Propionimicrobium 
2 Propionimicrobium 


ibacterineae; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 
Pseudonocardia 
9 Pseudonocardia 


seudonocardineae; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Nocardiopsis composta 


96 Nocardiopsis composta Bacteria; 


saceae; Nocardiopsis. 
Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 


ref |NR_025109.1 


Geobacillus 


2311580 2313074 Geobacillus subterraneus 


144836 Bacteria_16S 2325576 2325639 15 77 gi|219857512|ref|NR_025100.1| Clostridium 

stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 

Clostridiaceae; Clostridium. 

144836 Bacteria_16S 2339004 2339071 11 77 gi|219857502|ref|NR_025090.1| Heliobacterium 

sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 

sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

144836 Bacteria_16S 2408875 2408942 11 77 gi|219857454|ref|NR_025042.1| Streptomonospora 

salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 

Streptomonospora. 

144836 Bacteria_16S 2547681 2547748 11 77 gi|219857345|ref|NR_024933.1| Desulfosporosinus 

meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 

Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

144836 Bacteria_16S 2642917 2642984 11 77 gi|219857229|ref|NR_024857.1| Paenibacillus 

campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 

campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

144836 Bacteria_16S 2659513 2659580 11 77 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 

strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

Kribbella. 

144836 Bacteria_16S 2669906 2669973 11 Tt gi|219857210|ref|NR_024838.1| Microbispora mesophila 

strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 


Actinobacteria; Actinobacteridae; Actin 


Microbispora. 


144836 Bacteria_16S 


silvatica strain 


silvatica Bacteri 
Streptosporangiac 
144836 Bacteria_16S 


strain K97-0003 1 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


sendaiensis strai 


sendaiensis Bacte 
144836 Bacteria_16S 


strain JCM 9373 1 


Actinobacteria; Actinobacteridae; Actin 


Planomonospora. 


144836 Bacteria_16S 


cycloheptanicus s 


cycloheptanicus B 
144836 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


144836 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


144836 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


144836 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


144836 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


144836 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


144836 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


144836 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


144836 Bacteria_16S 


omycetales; 


2692439 2692506 11 
TT 00-51 16S ribosomal 
a; Actinobacteria; Act 
eae; Planotetraspora. 
2724033 2724100 11 
6S ribosomal RNA, part 


77 gi 


TI gi 
ial sequence 27 


2728647 2728714 11 
n NTAP-1 16S ribosomal 
ria; Firmicutes; Bacil 
2753772 2753839 11 
6S ribosomal RNA, part 


V7 gi 


77 gi 
ial sequence 27 
omycetales; 


2785512 2785579 11 
train DSM 4006 16S rib 
acteria; Firmicutes; B 
2787093 2787160 11 


oie gi 


yA gi 


tes; Bacillales; Alicyclobacillaceae; 
2818610 2818677 11 77 gi 
ain JCM 3167 16S ribos 
teria; Actinobacteria; 
eae; Planomonospora. 

3000162 3000229 11 
6S ribosomal RNA, part 
lales; Bacillaceae; Geobacillus. 
3147919 3147970 11 62 

51 16S ribosomal RNA, 

acteria; Actinobacteri 


Tt gi 
gi 


, 


3154058 3154125 11 
SM 765 
tes; Clostridia; Clostridiales; 
3160268 3160351 4 85 
NZ27 16 
acteria 


at gi 


gi 


, 
3164743 3164810 11 77 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
3173869 3173936 11 77 


gi 


gi 


tes; Clostridia; 


3228490 3228541 11 


62 gi 


Stre 


RNA, partial se 
inobacteridae; Actinomycet 


omycetales; Micr 
RNA, partial se 
lales; Alicyclob 
Stre 
osomal RNA, part 
acillales; Alicy 
CP-1 16S ribosomal RNA, partial sequen 


omal RNA, partia 
Actinobacterida 


partial sequence 
dae; Actinomycet 


16S ribosomal RNA, partial sequ 
Peptoc 


S ribosomal RNA, partial sequen 
Deltaproteobacteria; Desulfur 


A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


219857193 
quence 


219857172 
23739 27 
omonosp 
219857168 
quence 
acillac 
219857150 
53496 27 
ptospor 


219857126 
ial seq 
clobaci 
219857125 
ce 
Al 
219856911 
1 
e; 


219846923 


ial sequence 2999867 30013 


219846823 


ales; 
219846819 
ence 31537 
occaceae; 

219846815 
ce 31599 


219846812 


3164429 31659 
Lactobac 


illus. 
219846805 
31735 


S; 
219846768 


ptosporang 


252 
ori 
eae; 
549 
ang 
uen 


lla 


27867 
icycloba 


sequence 
Actinomycet 


31476 
Cory 


omonadales 


Thermoa 


ineae; Streptosp 
ref |NR_024821.1 
2692168 269363 


ales; Streptospo 


, 


ref|NR_024800.1 


neae; Micromonos 
ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024778.1 
ineae; Streptosp 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref |NR_024732.1 

2818334 281977 
ales; Strept 


ref|NR_026515.1 


ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref |NR_026404.1 
45 Lactobacillus 


ref |NR_026397.1 
65 3175071 Thermo 
naerobacteracea 


e: 


orangiaceae; 
Planotetraspora 
9 Planotetraspora 


rangineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Alicyclobacillus 

6 Alicyclobacillus 
us. 


Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 


Alicyclobacillus 

5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Planomonospora 
7 Planomonospora 


osporangineae; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Desulfosporosinus 
osporosinus orientis 
s. 

Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Anaerococcus octavius 


v 


ref|NR_026360.1 


strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Incertae Sedis; Anaerococcus. 


144836 Bacteria_16S 
ibosomal RNA, partial 

Clostridiales; 
3249650 3249717 11 


strain NZ35 16S r 
Firmicutes; Clost 


144836 Bacteria_16S 


strain DSM 43678 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain DSM 43311 


ridia; 


16S ribosomal RNA, 


16S ribosomal RNA, 


3240648 3240715 11 


3251150 3251217 11 


par 
omycetales; 
Td gi 
par 


Stre 


77 gi|219846760|ref|NR_026352.1 
sequence 3240430 32418 
Clostridiaceae; Thermobrachium. 

71 gi|219846754|ref|NR_026346.1 


tial sequence 3249381 32508 
osporang 


pt 
219846753 


tial sequence 3250880 32523 


Actinobacteria; Actinobacteridae; Actin 
Microtetraspora. 
144836 Bacteria_16S 
strain B 16S ribo 
Clostridia; Clostridiales; 
144836 Bacteria_16S 
proteoclasticus strain DSM 12679 16S ri 
proteoclasticus Bacteria; Firmicutes; C 
144836 Bacteria_16S 
amycolatum strain 
amycolatum Bacteria; Actinobacteria; Ac 
Corynebacteriaceae; Corynebacterium. 
144836 Bacteria_16S 
xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 
144836 Bacteria_16S 
strain DSM 6836 16S ribosomal RNA, part 
Firmicutes; Clostridia; Clostridiales; 
144836 Bacteria_16S 3494938 3495005 11 
strain DSM 44070 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteri 
Thermocrispum. 
144836 Bacteria_16S 
strain IndiB4 16S 
Firmicutes; Clost 
144836 Bacteria_16S 
stercorarium subsp. 


Blautia. 


acteria; Actinobacteri 


3551395 3551462 11 


ridia; Clostridiales; 
3581634 3581697 15 


3301226 3301277 11 
somal RNA, partial sequence 3300930 3302411 Blaut 


3365318 3365385 11 


3432902 3432953 11 
CC 373 16S ribosomal RNA, partial sequ 
dae; Actinomycet 


3446202 3446253 11 
ial sequence 3445905 34473 
Clostridiaceae; 


omycetales; 


62 


77 


bosomal RNA, par 
lostridia; 
3431453 3431504 11 
CIP 103452 16S ribosomal RNA, partial 
tinobacteridae; 


62 


62 


62 


77 


complete sequence 
dae; Actinomycet 


77 


ribosomal RNA, partial sequence 
Clostridiaceae; 


77 


thermolacticum strain TX41 16S ribo 


Strept 


gi|219846720 


219846673 
ti 
ridiales; 
219846623 
sequence 
Ac 


gi 


Clost 
gi 


219846621 
en 
al 


gi 
es; 
gi|219846612 


cl 
gi|219846579 


ales; 


gi|219846542 


3551089 35526 
loramato 


Ca 
219846521 
somal RNA, 


gi 


osporang 


al seque 


tinomyce 


ce 34326 
Cory 


34946 
Pseu 


inea 
ref 


e; 
NR_026345.1 
ineae; 


ref 
ias 


NR_026312.1 
chinkii Bact 


ref 
nce 


NR_026265.1 
336503 
Clostridiaceae; 
ref|NR_026215.1 
3431175 343257 
tales; Corynebac 


ref |NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


ref|NR_026204.1 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 
ref |NR_026134.1 
ty 

ref 
par 


NR_026113.1 
tial sequenc 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
Streptosp 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 
Streptosp 


orangiaceae; 


Blautia schinkii 
eria; Firmicutes; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 


orynebacteriaceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 
ostridium. 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; Clostridium. 

144836 Bacteria_16S 3665446 3665513 11 
restrictus strain PER-K23 16S ribosomal 
restrictus Bacteria; Firmicutes; Clostr 
144836 Bacteria_16S 3685107 3685174 11 
chlororespirans s 
chlororespirans Bacteria; Firmicutes; C 
144836 Bacteria_16S 3734489 3734556 11 
subsp. aerata strain P132 16S ribosomal 
subsp. aerata Bacteria; Actinobacteria; 
Streptosporangiaceae; Microbispora. 
144836 Bacteria_16S 3735953 3736020 11 
strain IFO 14097 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 
strain IFO 14525 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 3738875 3738942 11 
strain IFO 14345 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 3741803 3741870 11 
strain T/457 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
Microtetraspora. 
144836 Bacteria_16S 
strain IFO 14094 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 3744733 3744800 11 
strain 104 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


3737412 3737479 11 


3743268 3743335 11 


3746194 3746261 11 


idia; 


77 


RNA, partial se 
Clostridia 


77 


train Co23 16S ribosomal RNA, partial 
lostridia; 


77 


RNA, partial se 
Actinobacterida 


77 


77 


77 


77 
sequence 


omycetales; 


77 


77 


sequence 
omycetales; 


77 


219846461 
quence 
les; 
219846447 
sequence 
ridiales; 
219846411 
quence 
e; 


gi 


gi 


Clost 
gi 


gi|219846410 


tial sequence 3735706 37371 
omycetales; 


Stre 
gi 


pt 
219846409 


tial sequence 3737165 37385 
omycetales; 


Stre 
gi 


pt 
219846408 


tial sequence 3738628 37400 
omycetales; 


Strept 
gi| 219846406 
3741557 37429 

Strept 


gi|219846405 


tial sequence 3743020 37444 
omycetales; 


Strept 
gi| 219846404 
3744485 37458 

Strept 
gi|219846403 


strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 


Actinobacteria; Actinobacteridae; Actinomycetales; 


144836 Bacteria_16S 3761355 3761441 1 


85 


strain 172 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 


Stre 
gi 


pt 
219846391 


Pepto 


Actinomycet 


osporang 


osporang 


osporang 


osporang 


osporang 


osporang 


osporang 


NR_026053.1 
3665143 366662 
coccaceae; Dehal 
NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_026002.1 

3734241 373565 
ales; Strept 
ref|NR_026001.1 
inea 
ref 


e; Streptosp 
NR_026000.1 


inea 
ref 


e; Streptosp 
NR_025999.1 


inea 
ref 


e; Streptosp 
NR_025997.1 


ineae; Streptosp 


ref|NR_025996.1 


inea 
ref 


e; Streptosp 
NR_025995.1 


inea 
ref 


e; Streptosp 
NR_025994.1 


ineae; Streptosp 


Dehalobacter 
8 Dehalobacter 
obacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Microbispora rosea 
5 Microbispora rosea 
osporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae 7 Nonomuraea. 


ref|NR_025982.1 


Geobacter chapelleii 


3761076 3762547 Geobacter chapelleii Bacteria; 


144836 Bacteria_16S 3831012 3831063 11 62 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

144836 Bacteria_16S 3832438 3832489 11 62 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

144836 Bacteria_16S 3879505 3879572 11 77 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

144836 Bacteria_16S 3881076 3881143 11 77 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

144836 Bacteria_16S 3901070 3901137 11 77 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

144836 Bacteria_16S 4047842 4047909 11 77 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

144836 Bacteria_16S 4082641 4082708 11 77 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

144836 Bacteria_16S 4085647 4085714 11 77 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

144836 Bacteria_16S 4109591 4109658 11 Tt gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
144836 Bacteria_16S 4192437 4192488 11 62 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

144836 Bacteria_16S 36615 36676 1 62 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

144836 Bacteria_16S 83387 83444 5 62 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

144836 Bacteria_16S 173362 173448 1 85 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

144836 Bacteria_16S 182407 182489 5 85 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 267974 268048 13 85 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

144836 Bacteria_16S 536594 536680 1 85 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

144836 Bacteria_16S 542678 542744 11 76 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

144836 Bacteria_16S 620027 620113 1 85 gi| 265678638 |ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
144836 Bacteria_16S 644479 644565 1 85 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

144836 Bacteria_16S 686642 686728 1 85 gi|265678591|ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
144836 Bacteria_16S 698857 698919 1 62 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 
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816885 816967 5 85 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
SSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
tes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

891037 891119 5 85 gi|265678450|ref|NR_028752.1| Orenia sivashensis 

ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

934338 934424 1 85 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
acteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

959095 959177 5 85 gi| 265678405 |ref|NR_028707.1]| Bacillus 
strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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16S 2680539 2680621 5 85 gi|219857202|ref|NR_024830.1| Alkalibacterium 
train IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
acteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

16S 2733166 2733252 1 85 gi|219857165|ref|NR_024793.1| Shewanella sairae 
ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2734656 2734742 1 85 gi|219857164|ref|NR_024792.1| Shewanella 
in HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2736146 2736232 1 85 gi|219857163|ref|NR_024791.1| Shewanella 
rain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
cteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 

2779520 2779570 9 59 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
bosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
ammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
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3252652 3252726 13 85 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
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ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
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acteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
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Proteobacteria; 
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Proteobacteria; 


strain PB 1 16S r 
Proteobacteria; 


strain OY 0-002 1 
Proteobacteria; 
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Bacteria; Proteob 
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thermophilus stra 
thermophilus Bact 
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aurantiaca strain 
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144836 Bacteria_16S 


capsulatus strain 
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Proteobacteria; G 
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equigenitalis str 
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strain McClung 20 
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144836 Bacteria_16S 
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tes; Clostridia; Clostridiales; 
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236128 236181 9 62 gi 
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168553 16998 
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234235 23583 


265678950|ref|NR_029258.1| Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

170344 170405 1 62 gi|265678949|ref|NR_029257.1| Vibrio mediterranei 
osomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

171854 171915 1 62 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

174870 174931 1 62 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
6S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

176356 176417 1 62 gi|265678945|ref|NR_029253.1| Photobacterium 

L1 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

177864 177925 1 62 gi|265678944|ref|NR_029252.1| Aeromonas punctata 

16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 


ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
179343 179404 1 62 gi| 265678943 |ref|NR_029251.1| Methylococcus 
in IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
eria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
191647 191708 1 62 gi|265678935|ref|NR_029243.1| Methylomonas 
JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
194669 194730 1 62 gi|265678933|ref|NR_029241.1| Methylococcus 
Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 
196178 196239 1 62 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


ammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
205537 205590 9 62 gi|265678926|ref|NR_029234.1| Taylorella 
ain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
207097 207170 5 77 gi|265678924|ref|NR_029232.1| Clostridium 
in ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
208650 208723 5 77 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
04 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 


Clostridium. 
ref|NR_029213.1| Burkholderia graminis 
4 Burkholderia graminis Bacteria; 
ceae; Burkholderia. 

ref|NR_029212.1| Burkholderia 

5 237406 Burkholderia phenazinium 
rkholderiaceae; Burkholderia. 
ref|NR_029211.1| Burkholderia glumae 

6 Burkholderia glumae Bacteria; 
rkholderiaceae; Burkholderia. 
265678902|ref|NR_029210.1| Burkholderia 

239017 240544 Burkholderia pyrrocinia 


idiaceae; 
265678905 


rkholderia 
265678904 
nce 23588 
riales; Bu 
265678903 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 


144836 Bacteria_16S 240845 240898 9 62 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

144836 Bacteria_16S 255975 256028 9 62 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

144836 Bacteria_16S 281561 281618 5 62 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

144836 Bacteria_16S 307489 307542 9 62 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

144836 Bacteria_16S 313601 313674 5 77 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 362005 362082 1 77 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

144836 Bacteria_16S 395344 395417 5 77 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

144836 Bacteria_16S 404621 404686 13 77 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

144836 Bacteria_16S 412434 412507 5 77 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

144836 Bacteria_16S 430934 430987 9 62 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 


subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

144836 Bacteria_16S 446393 446446 9 62 gi|265678757|ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

144836 Bacteria_16S 447925 447978 9 62 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

144836 Bacteria_16S 455688 455761 5 77 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

144836 Bacteria_16S 467669 467722 9 62 gi| 265678739 |ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

144836 Bacteria_16S 469187 469252 13 77 gi|265678738|ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

144836 Bacteria_16S 473890 473963 5 77 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

144836 Bacteria_16S 486090 486151 1 62 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

144836 Bacteria_16S 487664 487725 1 62 gi| 265678726 |ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

144836 Bacteria_16S 498472 498525 9 62 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

144836 Bacteria_16S 500024 500077 9 62 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

144836 Bacteria_16S 531964 532037 5 77 gi|265678697|ref|NR_029002.1| Bacillus drentensis 


strain IDA1967 16 
Firmicutes; Bacil 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


144836 Bacteria_16S 


strain K1l1 16S ri 


533527 533580 9 62 
bosomal RNA, partial sequence 


gi 


531745 53318 


265678696 


2 Bacillus drentensis Bacteria; 


ref|NR_029001.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 


Ottowia thiooxydans 


533233 534757 Ottowia thiooxydans Bacteria; 


144836 Bacteria_16S 561092 561145 9 62 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

144836 Bacteria_16S 562641 562694 9 62 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 

144836 Bacteria_16S 574674 574735 1 62 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

144836 Bacteria_16S 576156 576209 9 62 gi|265678668|ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
144836 Bacteria_16S 585149 585222 5 77 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 586649 586710 1 62 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

144836 Bacteria_16S 588179 588232 9 62 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

144836 Bacteria_16S 612419 612480 1 62 gi| 265678643 |ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

144836 Bacteria_16S 615502 615563 1 62 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

144836 Bacteria_16S 627633 627693 1 62 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M11 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

144836 Bacteria_16S 635209 635290 6 85 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

144836 Bacteria_16S 636740 636821 6 85 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

144836 Bacteria_16S 638249 638310 1 62 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
144836 Bacteria_16S 654901 654962 1 62 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

144836 Bacteria_16S 682113 682174 1 62 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

144836 Bacteria_16S 685076 685153 1 77 gi|265678592|ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
144836 Bacteria_16S 710535 710596 1 62 gi|265678575|ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

144836 Bacteria_16S 730595 730668 5 77 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

144836 Bacteria_16S 741315 741368 9 62 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

144836 Bacteria_16S 764689 764766 1 77 gi| 265678536 |ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

144836 Bacteria_16S 769233 769294 1 62 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

144836 Bacteria_16S 772339 772412 5 TT gi|265678531|ref|NR_028835.1]| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

144836 Bacteria_16S 775493 775566 5 77 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 


strain HKU4 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 


Streptococcaceae; Streptoc 


occus. 


775183 776694 Streptococcus sinensis Bacteria; 


144836 Bacteria_16S 777020 777077 5 62 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

144836 Bacteria_16S 789264 789321 5 62 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

144836 Bacteria_16S 807730 807803 5 77 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

144836 Bacteria_16S 867020 867081 1 62 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

144836 Bacteria_16S 892525 892578 9 62 gi| 265678449 |ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

144836 Bacteria_16S 894060 894113 9 62 gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

144836 Bacteria_16S 895595 895648 9 62 gi| 265678447 |ref|NR_028749.1| Pandoraea apista 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 896802 Pandoraea apista Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

144836 Bacteria_16S 915752 915825 5 77 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
144836 Bacteria_16S 917329 917386 5 62 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

144836 Bacteria_16S 918894 918951 5 62 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

144836 Bacteria_16S 925101 925178 1 77 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

144836 Bacteria_16S 935865 935942 1 77 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

144836 Bacteria_16S 942015 942068 9 62 gi| 265678417 |ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

144836 Bacteria_16S 945141 945194 9 62 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

144836 Bacteria_16S 946701 946754 9 62 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

144836 Bacteria_16S 948267 948320 9 62 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

144836 Bacteria_16S 949828 949881 9 62 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

144836 Bacteria_16S 951387 951440 9 62 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

144836 Bacteria_16S 952938 952991 9 62 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

144836 Bacteria_16S 954498 954551 9 62 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

144836 Bacteria_16S 1002129 1002190 1 62 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

144836 Bacteria_16S 1005126 1005187 1 62 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 
144836 Bacteria_16S 


strain SK3 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 


Proteobacteria; 


1020291 10203645 
complete 


ain F12-50-Al 16S ribosomal RNA, parti 
teria; 


Gammaproteobacteria; Alteromo 
at gi| 265678364 |ref 
sequence 


Streptococcaceae; 


al sequenc 


e 1004861 10063 


0 


nadales; Pse 


8 Pseudoalteromonas 
udoalteromonadaceae; 


NR_028666.1 


Streptococcus gordonii 


1019984 1021495 Streptococcus gordonii Bacteria; 


Streptococcus. 


144836 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


144836 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


144836 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


144836 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


144836 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


144836 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


144836 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; G 


144836 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


144836 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; G 


144836 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


144836 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


144836 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


144836 Bacteria_16S 


strain MBIC3157 1 
Proteobacteria; G 


144836 Bacteria_16S 
osomal 


DSM 20544 16S rib 


etaproteobacteria; Burkholderiales; Ox 
1037082 1037135 9 62 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1064527 1064588 1 62 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1065985 1066046 1 62 gi 


s 


ammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
1100388 1100445 5 62 gi|265678309|ref|NR_028611.1 

ribosomal RNA, partial sequence 1100149 11015 

ridia; Clostridiales; Clostridiaceae; Clostridium. 

1111066 11111271 62 gi|265678301|ref|NR_028602.1 
6S ribosomal RNA, partial sequence 1110771 11122 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1117155 11172285 77 gi| 265678297 |ref|NR_028598.1 
ribosomal RNA, partial sequence 1116890 1118282 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 

1135212 1135273 1 62 gi|253680766|ref|NR_028014.1 
bosomal RNA, partial sequence 1134932 11363 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1139834 1139895 1 62 gi|253680763|ref|NR_028011.1 
n E1L3A 16S ribosomal RNA, complete sequence 1139586 114102 
ria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Sali 

1144395 1144456 1 62 gi|253680760|ref|NR_028008.1 
rain CM3 16S ribosomal RNA, partial sequence 1144133 114556 
cteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 

1145887 1145940 9 62 gi| 253680759 |ref|NR_028007.1 
ibosomal RNA, partial sequence 1145612 11470 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas 

1153328 1153389 1 62 gi|253680754|ref|NR_028002.1 
6S ribosomal RNA, partial sequence 1153118 11545 
ammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

1164027 1164104 1 77 gi|228720667|ref|NR_027596.1 


RNA, partial sequence 


ria; 


1023415 1023488 5 at gi|265678362|ref|NR_028664.1 
ibosomal RNA, complete sequence 1023111 1024630 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 

1035541 1035594 9 62 gi|265678354|ref|NR_028656.1 
bosomal RNA, partial sequence 1035238 10367 


alobactera 
265678353 
1036784 10382 
mamonadace 
265678334 


equence 


1163739 11652 


Ocean 
265678333 
6S ribosomal RNA, partial sequence 1065751 10671 


; Herbaspir 
NR_028655.1 


ceae 
ref 
ae; Curvibacter. 
ref|NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref |NR_028635.1 


i 


Streptococcus mitis 
mitis Bacteria; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Marinomonas 
0 Marinomonas 
rinomonas. 
Rheinheimera pacifica 


52 Rheinheimera pacifica Bacteria; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

144836 Bacteria_16S 1179195 1179248 9 62 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

144836 Bacteria_16S 1192752 1192805 9 62 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

144836 Bacteria_16S 1197414 1197467 9 62 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
144836 Bacteria_16S 1224453 1224526 5 77 gi|219878314|ref|NR_025453.1| Streptococcus 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

144836 Bacteria_16S 1257657 1257718 1 62 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 


strain A431 16S r 
Proteobacteria; G 


144836 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


sarecensis strain 
Bacteria; Proteob 


strain LMG 20598 


Proteobacteria; B 


144836 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 
Weissella. 


Lactobacillales; 


ridiales; 
144836 Bacteria_16S 


acteria; Gammaproteobacteria; Oceanosp 
144836 Bacteria_16S 


ibosomal RNA, partial sequence 
on 


1265174 12652475 77 


gi 
, partial sequence 
Clostridiaceae; Clostridium. 
1275627 1275688 1 62 gi 
LV4 16S ribosomal RNA, partial sequence 
ir 
1283075 1283128 9 


62 gi 


rk 


1257400 12588 
ammaproteobacteria; Vibrionales; Vibri 


aceae; V 


219846539 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


219846179 


12753 
illales; 


219846066 
16S ribosomal RNA, partial sequence 1282800 12842 
etaproteobacteria; Burkholderiales; Bu 


holderia 


1287769 1287842 5 77 


gi 


144836 Bacteria_16S 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 


1308840 1308893 9 62 gi 


219846052 
1287447 1289004 Weiss 


228721488 


ibri 
ref 


Oo. 
NR_026131.1 


ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025656.1 


; Burkholder 
NR_025642.1 
soli Bacter 


ceae 
ref 
ella 


27 Vibrio halioticoli Bacteria; 


Clostridium grantii Al 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Burkholderia hospita 


83 Burkholderia hospita Bacteria; 


ia. 
Weissella soli strain 
ia; Firmicutes; 


ref|NR_027611.1 


130859 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 


facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


144836 Bacteria_16S 
subsp. ureaphilum strain 
facile subsp. ure 


Hyphomicrobium. 


144836 Bacteria_16S 
juglandis str 


pv. 
pv. juglandis Bac 
Xanthomonas. 


144836 Bacteria_16S 
Twist 16S ri 
Bacteria; Actinob 
144836 Bacteria_16S 


str. 


1310313 1310366 9 


aphilum Bac 
1311817 1311878 1 
ain LMG 747 16S 


teria; Proteobacteria; 


1316518 1316575 5 


1350267 1350324 5 


62 


62 


62 


bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


62 


gi 


IFAM CO-582 16S ribosomal RNA, 
teria; Proteobacteria; Alph 


gi 


ribosomal RNA, partial 
Gammaproteobact 


gi 


1316224 13177 


gi 


DSM 43247 16S rib 
Bacteria; Actinob 
144836 Bacteria_16S 
Och 149 16S ribos 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


144836 Bacteria_16S 
thailandensis str 
thailandensis E26 
Burkholderia; pse 
144836 Bacteria_16S 
strain ATCC 29176 
29176 Bacteria; F 


osomal RNA, partial sequence 


4 Bacteria; 


irmicutes; 


1349993 13514 


144836 Bacteria_16S 
magneticus strain 


Bacteria; Proteob 


strain MT1-641 16 
Proteobacteria; B 


naphthalenivorans 
CJ2 Bacteria; Pro 


strain STM815 16S 
Bacteria; Proteob 


strain STM678 16S 
Proteobacteria; B 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


144836 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


144836 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


144836 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


144836 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


144836 Bacteria_16S 


strain LM 036 16S 


RS-1 16S ribosomal RNA, 


1372840 1372893 9 62 
S ribosomal RNA, partial sequence 


gi 


1375933 1375986 9 62 gi 


1386426 1386479 9 62 
ribosomal RNA, partial sequence 


gi 


1387941 1387994 9 62 
ribosomal RNA, partial sequence 


gi 


1402814 1402875 1 62 gi 
16S ribosomal RNA, partial sequence 


1410300 1410373 5 77 gi 
strain 108 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Lactobacillales; 
1411810 14118711 62 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1422497 1422558 1 62 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1428713 1428774 1 62 gi 
in USAM 3C 16S ribosomal RNA, partial 

eria; Proteobacteria; Gammaproteobacte 


1439519 1439576 5 62 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


144836 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


144836 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


144836 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


1441079 14411525 77 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1454704 14547651 62 gi 
n MBIC1298 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
1456225 1456278 9 62 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


144836 Bacteria_16S 


1471300 1471353 9 62 gi 


acteria; Actinobacteridae; Actinomycetales; Cory 
1351754 1351815 1 62 gi| 228720499 
omal RNA, partial sequence 1351515 1352883 Roseo. 
hodobacter 
1359200 1359253 9 62 gi| 228720024 
ain E264 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; 
udomallei group. 
1363700 1363751 11 62 gi| 228719063 
16S ribosomal RNA, partial sequence 13634 
Clostridia; Clostridiales; Ruminococc 
1368276 1368353 1 77 gi| 228718692 


complete sequ 
acteria; Deltaproteobacteria; Desulfov 
144836 Bacteria_16S 
1372563 
etaproteobacteria; Burkholderiales; Bu 
144836 Bacteria_16S 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
144836 Bacteria_16S 
1386182 
acteria; Betaproteobacteria; Burkholde 
144836 Bacteria_16S 
1387667 13891 
etaproteobacteria; Burkholderiales; Bu 
144836 Bacteria_16S 


acteria; Gammaproteobacteria; Alteromo 


14115371 


1439230 14407 


228721487 
partial s 
aproteobac 


228721465 
sequence 
eria; Xant 


228715851 


ales; Micr 
228720546 


ence 13679 
ibrionales 
228717983 
13740 
rkholderia 
228717818 
ce 13756 
older 
228716754 
13876 
riales; Bu 
228716720 


rkholderia 
219857444 

14026 
nadales; P 


224581432 
sequence 

Streptoco 
224581450 
4130 
seudoalter 
224581443 
ence 14222 
nadales; M 
224581439 
sequence 

ria; Xanth 


224581428 


donocardin 
224581427 
ence 14407 
llus. 
224581417 
sequence 

ia; Aeromo 
224581416 
ence 14559 
riales; Al 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_027606.1 

1311542 131304 
homonadales; Xan 
ref|NR_027540.1 


ococ 
ref 


cineae; Trop 
NR_027594.1 


neba 
ref 
bact 


cterineae; G 
NR_027593.1 
er litoralis 
aceae; Roseobact 
ref|NR_027587.1 
1358923 136041 
Burkholderiales; 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


thomonadaceae; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Roseobacter litoralis 
Och 149 Bacteria; 
er. 

Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 


iales; 


ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027569.1 
50 Burkholderia 


Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 

Burkholderia unamae 
unamae MTI-641 Bacteria; 

ceae; Burkholderia. 

ref|NR_027567.1] Polaromonas 

65 1377116 Polaromonas naphthalenivorans 

; Comamonadaceae; Polaromonas. 

ref|NR_027555.1| Burkholderia phymatum 

16 Burkholderia phymatum STM815 

rkholderiaceae; Burkholderia. 

ref|NR_027554.1| Burkholderia tuberum 

46 Burkholderia tuberum STM678 Bacteria; 

ceae; Burkholderia. 

ref|NR_025032.1| Pseudoalteromonas 

05 1403959 Pseudoalteromonas ulvae 

seudoalteromonadaceae; 


ref|NR_027214.1 
1410019 141148 
ccaceae; Streptococcus. 
ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 
ref|NR_027225.1] Psychrobacter 
15 1423690 Psychrobacter maritimus 
oraxellaceae; Psychrobacter. 
ref|NR_027221.1| Lysobacter 

1428427 1429921 Lysobacter 
omonadales; Xanthomonadaceae; 


Streptococcus 
6 Streptococcus 


ref|NR_027210.1| Lentzea violacea 
37 Lentzea violacea Bacteria; 

eae; Actinosynnemataceae; Lentzea. 
ref|NR_027209.1| Filobacillus 

88 1442278 Filobacillus milosensis 


ref|NR_027198.1 
1454432 145591 

nadales; Aeromonadaceae; Oceanimonas. 

ref|NR_027197.1] Achromobacter 

66 1457283 Achromobacter ruhlandii 

caligenaceae; Achromobacter. 


Oceanimonas 
5 Oceanimonas 


224581405 


piechaudii strain EY3860 16S ribosomal RNA, partial sequence 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


ref|NR_027186.1] Achromobacter 
1471041 1472361 Achromobacter 


144836 Bacteria_16S 1472689 1472742 9 62 gi|224581402|ref|NR_024882.1 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifari 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
complex. 

144836 Bacteria_16S 1483430 1483491 1 62 gi|219857506|ref|NR_025094.1 
strain SW32 16S ribosomal RNA, partial sequence 1483159 14846 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria 
144836 Bacteria_16S 1513434 15135075 77 gi|219878119|ref|NR_025258.1 


strain 34hsl1 16S 
Firmicutes; Bacil 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


144836 Bacteria_16S 1527104 1527169 13 77 gi|219857435|ref|NR_025023.1 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

144836 Bacteria_16S 1530116 1530181 13 77 gi|219857433|ref|NR_025021.1 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 153130 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Thermomonosporaceae; Actinomadura. 

144836 Bacteria_16S 1533192 1533245 9 62 gi|219857425|ref|NR_025013.1 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 153432 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
Burkholderia; Burkholderia cepacia complex. 

144836 Bacteria_16S 1548451 1548504 9 62 gi| 219857245 |ref|NR_024875.1 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium 


Proteobacteria; Betaproteobacteria; Burkholderiales; Aq 
144836 Bacteria_16S 1549917 1549970 9 62 gi 
strain B6 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aq 


ua 


ua 


144836 Bacteria_16S 1551385 1551438 9 62 gi| 219857243 |ref|NR_024871.1 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquaba 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 
144836 Bacteria_16S 1570771 1570832 1 62 gi| 219878156 |ref|NR_025295.1 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 157198 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aero 
144836 Bacteria_16S 1578382 1578443 1 62 gi| 219846381 |ref|NR_025972.1 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 15795 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
144836 Bacteria_16S 1587575 1587648 5 77 gi| 219878486 |ref|NR_025625.1 


strain LMG 21727 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococ 
144836 Bacteria_16S 1622653 1622706 9 62 gi 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial s 
stercoricanis Bacteria; Proteobacteria; Betaproteobacte 
144836 Bacteria_16S 1630171 16302445 V1 gi 
strain LMG 21880 

Firmicutes; Bacil 


cu 


eq 
ri 


lales; Bacillaceae; Bacillus. 


144836 Bacteria_16S 1636295 1636368 5 77 gi| 219878452 |ref|NR_025591.1 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteri 
Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 1637786 1637859 5 77 gi|219878451|ref|NR_025590.1 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacte 
Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 1657608 1657669 1 62 gi|219878436|ref|NR_025575.1 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteri 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
144836 Bacteria_16S 1659163 1659224 1 62 gi 
strain 75-80 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
144836 Bacteria_16S 1660712 1660785 5 77 gi 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planoco 
144836 Bacteria_16S 1683575 1683648 5 77 gi 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, pa 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clos 
144836 Bacteria_16S 1686473 1686534 1 62 gi 
margaritifer strain N2-214 16S ribosomal RNA, partial s 
margaritifer Bacteria; Proteobacteria; Betaproteobacter 
Tepidiphilus. 


on 


s 
cc 


rt 
tr 


eq 
ia 


1513128 15146 


16S ribosomal RNA, partial sequence 1587284 15887 


Ss. 


219878461 


uence 
a; 


219878435 
1658880 16603 


aceae; 


219878434 
equence 


aceae; 


219878419 
ial sequ 
idiales; 
219878417 


uence 


, 


144836 Bacteria_16S 1721779 1721840 1 62 
strain NF11 16S ribosomal RNA, partial sequence 


gi 


219878393 
1721510 1723000 Psychrobacter luti Bacteria; 


bacteriu 
219857244 
1549646 15510 
bacteriu: 


Burkh 
219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


Hydrog 


m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 


92 Enterococcus 


ref|NR_025600.1 

1622384 162383 
olderiales; Alca 
ref|NR_025595.1 


ref|NR_025574.1 
rimontia. 
ref|NR_025573.1 

1660434 166191 
aenisporosarcina 
ref|NR_025558.1 
ence 168328 
Clostridiaceae; 
NR_025556.1 
1686206 168766 
enophilales; Hyd 


G 


P 


ref 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Enterococcus italicus 


italicus Bacteria; 


Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Sporosarcina 

6 Paenisporosarcina 
Clostridium 

5 1684702 Clostridium 
Clostridium. 
Tepidiphilus 

1 Tepidiphilus 

rogenophilaceae; 


NR_025532.1 


Psychrobacter luti 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


144836 Bacteria_16S 


strain NF23 16S r 
Proteobacteria; 


strain SPR2 16S r 


144836 Bacteria_16S 


entericus strain 
entericus Bacteri 


144836 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; 


144836 Bacteria_16S 


strain LMG 20362 
Proteobacteria; 


144836 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


144836 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; 


144836 Bacteria_16S 


G 
144836 Bacteria_16S 


1723320 1723381 1 62 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
ibosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

1758408 1758465 5 62 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
ibosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
1764373 1764446 5 77 gi|219878361|ref|NR_025500.1| Streptococcus 
CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1768831 1768892 1 62 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
bosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 
1776313 1776374 1 62 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
1786903 1786964 1 62 gi|219878344|ref|NR_025483.1| Halorhodospira 
n SG 3301 16S ribosomal RNA, partial sequence 1786631 1787986 Halorhodospira 
ria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
1792895 1792956 1 62 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
osomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
1794450 1794511 1 62 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
al RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 


15052 16S ribosom 
Gammaproteobacter 


144836 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


144836 Bacteria_16S 


strain LMG 20536 


Proteobacteria; G 


144836 Bacteria_16S 


decolorationis st 
decolorationis Ba 


144836 Bacteria_16S 


strain Kb2 16S ri 
Actinobacteria; A 


144836 Bacteria_16S 


marincola strain 
marincola Bacteri 


144836 Bacteria_16S 


submarinus strain 
submarinus Bacter 


144836 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


144836 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


144836 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


144836 Bacteria_16S 


strain DSM 11713 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1795935 1795996 1 62 gi 


ammaproteobacteria; Vibrionales; Vibri 
1797489 1797550 1 62 gi 


on 


ammaproteobacteria; Vibrionales; Vibri 
1802073 1802146 5 77 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1809785 1809842 5 62 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1825166 1825227 1 62 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1826644 1826705 1 62 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1835666 1835719 9 62 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


on 


ia 
ac 


ne 


ue 


’ 


qu 
a; 


e 
Fi: 


1864643 1864704 1 62 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


s 
a; 


1875265 1875342 1 Ty 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1890797 1890870 5 77 gi 


gi 


st 


n 


e 


a 


e 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 
aceae; 
219878337 
16S ribosomal RNA, partial sequence 1797206 17986 
aceae; 
219878334 
1 sequen 
eae; 
219878329 
1809512 18109 
bacterin 
219878319 


ce 


Pseudomo 
219878318 


nce 


Pseudomonad 
219878311 

sequence 
Rhodo 


v 


219878291 


quence 


Oceanos 


219878284 
1874987 18764 
eurellac 
219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


Vv 


Vv 


Bac 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 
ibrio; 
ref|NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025468.1| Gordonia westfalica 
89 Gordonia westfalica Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_025458.1] Psychrobacter 
1824887 1826314 Psychrobacter 
nadales; Moraxellaceae; Psychrobacter. 
ref|NR_025457.1] Psychrobacter 
1826365 1827792 Psychrobacter 
ales; Moraxellaceae; Psychrobacter. 
ref|NR_025450.1| Sterolibacterium 
1835368 1836898 Sterolibacterium 
cyclales; Rhodocyclaceae; 


Bacillus 
0 Bacillus 


ref |NR_025430.1 
1864353 186588 
pirillales; Halo 


Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


ref|NR_025423.1| Haemophilus pittmaniae 
54 Haemophilus pittmaniae Bacteria; 
eae; Haemophilus. 
ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 1892318 18923915 77 gi|219878269|ref|NR_025408.1] Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 1895445 1895522 1 77 gi|219878267|ref|NR_025406.1| Desulfococcus biacutus 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfococcus. 

144836 Bacteria_16S 1897004 1897057 9 62 gi|219878265|ref|NR_025404.1| Bordetella trematum 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

144836 Bacteria_16S 1898546 1898599 9 62 gi|219878264|ref|NR_025403.1| Brackiella oedipodis 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Brackiella oedipodis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 

144836 Bacteria_16S 1930088 1930149 1 62 gi|219878241|ref|NR_025380.1| Moritella abyssi 


strain 2693 16S r 


ibosomal RNA, partial sequence 


1929813 1931309 Moritella abyssi Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


144836 Bacteria_16S 1946794 1946847 9 62 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

144836 Bacteria_16S 1960459 1960532 5 77 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

144836 Bacteria_16S 1963516 1963577 1 62 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

144836 Bacteria_16S 1965044 1965097 9 62 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

144836 Bacteria_16S 1970844 1970897 9 62 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

144836 Bacteria_16S 2003431 2003492 1 62 gi|219878193|ref|NR_025332.1| Budvicia aquatica 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

144836 Bacteria_16S 2026054 2026115 1 62 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

144836 Bacteria_16S 2039651 20397245 77 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

144836 Bacteria_16S 2041205 2041266 1 62 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

144836 Bacteria_16S 2042763 2042824 1 62 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

144836 Bacteria_16S 2059804 2059861 5 62 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

144836 Bacteria_16S 2068856 2068917 1 62 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

144836 Bacteria_16S 2073501 2073554 9 62 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

144836 Bacteria_16S 2085782 2085843 1 62 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

144836 Bacteria_16S 2126814 2126875 1 62 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 

144836 Bacteria_16S 2175179 2175240 1 62 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

144836 Bacteria_16S 2178206 2178259 9 62 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
144836 Bacteria_16S 2185789 2185862 5 77 gi| 219857608 |ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

144836 Bacteria_16S 2187303 2187364 1 62 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

144836 Bacteria_16S 2232715 22327725 62 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

144836 Bacteria_16S 2258648 22587215 77 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

144836 Bacteria_16S 2263341 2263402 1 62 gi|219857557|ref|NR_025145.1| Alcanivorax 


venustensis strain ISO4 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


144836 Bacteria_16S 


thiocyanoxidans Bacteria; 


Thioalkalivibrio. 


144836 Bacteria_16S 


flavipulchra Bacteria; 


Pseudoalteromonas. 


144836 Bacteria_16S 


2286248 2286309 1 62 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
2290729 2290790 1 62 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
2304256 2304309 9 62 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 


strain KF46F 16S 


Proteobacteria; 


Proteobacteria; 


144836 Bacteria_16S 


strain A290 16S 
Actinobacteria; 
Actinomadura. 


144836 Bacteria_16S 
AMX 26B 16S ribosomal RNA, partial sequence 23175 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 
144836 Bacteria_16S 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial 
acidaminiphila Bacteria; 
Stenotrophomonas. 
144836 Bacteria_16S 


mexicana strain 
Bacteria; 


strain IPT10 16S 
Proteobacteria; 


strain LMG 16225 
Proteobacteria; 


2386047 2386100 9 62 gi| 219857469 |ref 

LMG 19076 16S ribosomal RNA, partial sequence 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderia 
2398153 2398226 5 77 gi|219857461|ref 


144836 Bacteria_16S 
aquimarina strain 


Bacteria; Firmic 


144836 Bacteria_16S 


strain SPS-1037 
Proteobacteria; 


strain GB6 16S r 
Proteobacteria; 


maricaloris stra 
maricaloris Bact 
Pseudoalteromona 


144836 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Baci 


144836 Bacteria_16S 


subsp. pectinoly 
salmonicida subs 
Aeromonadaceae; 


144836 Bacteria_16S 


orisratti strain 
orisratti Bacter 


144836 Bacteria_16S 


palleronii strai 
palleronii Bacte 


strain CCUG 2113 
Proteobacteria; 


strain ATCC 1962 
Proteobacteria; 


144836 Bacteria_16S 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial 


asinigenitalis B 


144836 Bacteria_ 
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Lactobacillales; 


ribosomal RNA, partial sequence 


2307354 2307407 9 62 gi 
Betaproteobacteria; Burkholderiales; Al 
2310372 2310437 13 77 gi 
ribosomal RNA, partial sequence 

Actinobacteridae; Actinomycetales; 
2317878 2317939 1 


62 gi 
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Proteobacteria; 


2329990 2330043 9 62 
ribosomal RNA, partial sequence 


gi 


2384523 2384576 9 62 gi 


utes; Bacillales; Planococcaceae; 


2410419 2410472 9 62 


Sporo 
gi 
1 


2427245 2427306 1 62 
ibosomal RNA, partial sequence 


gi 


2446923 2446984 1 62 gi 


eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Ss. 
2449997 2450070 5 77 gi|219857419|ref|NR_025007.1 
16S ribosomal RNA, partial sequence 2449732 24511 


llales; Thermoactinomycetaceae; Laceyel 


2456055 2456116 1 62 gi 


p- 
Aeromonas. 

2495199 24952725 77 gi 
ATCC 700640 16S ribosomal RNA, partial 
ia; Firmicutes; Lactobacillales; 
2543008 2543061 9 62 gi 
n CCUG 20334 16S ribosomal RNA, partial 
2544565 2544618 9 62 gi 
16S ribosomal RNA, partial sequence 254 


2546121 2546174 9 62 gi 
4 16S ribosomal RNA, partial sequence 

Betaproteobacteria; Burkholderiales; Co 
2575311 2575364 9 62 gi 


acteria; Proteobacteria; Betaproteobact 


2303983 23054 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
144836 Bacteria_16S 
strain K24 16S ribosomal RNA, partial sequence 2307079 23085 


ca 


2310109 23115 
Streptosporangineae; 


Gammaproteobacteria; 


2329695 23312 
Betaproteobacteria; Burkholderiales; Burkholderiaceae 
144836 Bacteria_16S 
16S ribosomal RNA, partial sequence 2384259 23857 
Betaproteobacteria; Burkholderiales; Burkholderiaceae 
144836 Bacteria_16S 
caledonica strain 


SW28 16S ribosomal RNA, partial sequence 
sarcina. 


6S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Tepidimonas. 
144836 Bacteria_16S 


2427049 24283 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
144836 Bacteria_16S 
in KMM636 16S ribosomal RNA, partial sequence 


la. 


tica strain 34mel 16S ribosomal RNA, part 
pectinolytica Bacteria; Proteobacteria; 


Streptococcaceae; 


ria; Proteobacteria; Betaproteobacteria; 
144836 Bacteria_16S 


Betaproteobacteria; Burkholderiales; Comamonadaceae; 
144836 Bacteria_16S 


mamonadaceae; 


sequence 
eria; 


16S 2590672 2590745 5 77 gi 
8 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


219857524 |ref 


ligenaceae; 
219857522 |ref 


219857517 |ref 


219857516 
sequence 


ref 


219857509 |ref 


219857470|ref 


23978 


219857453 |ref 


219857439 |ref 


(e} 


219857421|ref 


219857413 |ref 
ial sequence 
Gammaprote 


219857386 
sequence 


ref 


st 
219857348 |ref 
sequence 
Burkholderia 
219857347 |ref 


4276 25457 


219857346 
25458 


ref 


219857284 |ref 


60 Pigmentiphaga 


29 Actinomadura 


82 2319121 P 
Xanthomonadaceae; 


2319172 23207 
Xanthomonadales; 
17 Burkholderia 


; Burkholder 


30 Burkholderia 
; Burkholder 
2385781 23872 


69 2399376 Sporo 


2446675 24481 


2494920 24962 


2542716 25442 


2575008 25765 
Burkholderiales; Al 


Xenophilus. 
NR_025112.1 


NR_025110.1 


NR_025105.1 


NR_025104.1 


NR_025097.1 


NR_025058.1 


NR_025057.1 
les; Burkho 
NR_025049.1 


NR_025041.1 


NR_025027.1 


ceanimonas. 
NR_025009.1 


NR_025001.1 
24557 
obacteria; 


NR_024974.1 


reptococcus. 
NR_024936.1 


les; 
NR_024935.1 


NR_024934.1 


NR_024915.1 


219857274 |ref 


NR_024905.1 


1 
Xanthomonadaceae; 


5 
lderiaceae; 


s 


2 


8 
Aeromonadales; 


5 


2 
Comamonadaceae; 


1 
c 


66 Xenophilus azovorans Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 


Pigmentiphaga. 


Actinomadura mexicana 
mexicana Bacteria; 


Thermomonosporaceae; 


Pseudoxanthomonas 


seudoxanthomonas mexicana 


Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 


Burkholderia sacchari 
sacchari Bacteria; 

Las 

Burkholderia fungorum 
fungorum Bacteria; 

La 

Burkholderia 

6 Burkholderia 
Burkholderia. 
Sporosarcina 

arcina aquimarina 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Laceyella putida 


92 Laceyella putida Bacteria; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Streptococcus 
6 Streptococcus 


Hydrogenophaga 

5 Hydrogenophaga 
Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 
Acidovorax. 


Hylemonella gracilis 


37 2547323 Hylemonella gracilis Bacteria; 
Hylemonella. 


Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Enterococcus cecorum 


2590379 2591887 Enterococcus cecorum Bacteria; 


Enterococcus. 


144836 Bacteria_ 


strain ATCC 51266 
Lacto 


Firmicutes; 
144836 Bacteria_ 
strain SMCC W459 
Firmicutes; 
144836 Bacteria_ 


succinogenes stra 
succinogenes Bact 


Actinobacillus. 


144836 Bacteria_1 
intermedia strain 
Proteob 
144836 Bacteria_1 
parasanguinis str 
parasanguinis ATC 
144836 Bacteria_1 


Bacteria; 


sanguinis strain 


sanguinis Bacteri 
144836 Bacteria_1 
subterraneus stra 
Proteob 
144836 Bacteria_1 
oxidotolerans str 


Bacteria; 


oxidotolerans Bac 


144836 Bacteria_16S 
thermophila strai 
thermophila Bacte 


Hydrogenimonas. 


144836 Bacteria_16S 
okhotskensis stra 
okhotskensis Bact 


Psychrobacter. 


144836 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


144836 Bacteria_16S 
lithotrophicum st 
lithotrophicum Ba 
144836 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


144836 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


144836 Bacteria_16S 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


144836 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


144836 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


144836 Bacteria_16S 


saccharophila str 
saccharophila Bac 


144836 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


144836 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


144836 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


144836 Bacteria_16S 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 


Clost 


16S 2592247 25923205 77 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 


16S 2598396 2598472 11 85 gi 


ridia; 
16S 


Clostridiales; Peptococcaceae; 
2638274 2638351 1 ad gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


6S 2644455 2644508 9 62 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
6S 2663824 2663897 5 77 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
6S 2665386 2665459 5 77 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
6S 2674497 2674558 1 62 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
6S 2705974 2706047 5 77 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2707532 2707593 1 62 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


e 


Yr. 


2714836 2714897 1 62 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


2717921 2717974 9 62 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


2720979 2721040 1 62 gi 
rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteob 
2731674 2731747 5 77 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 

2743526 2743579 9 62 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2767296 2767353 5 62 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 
zia. 


s 


al 
ri 


2792940 2793013 5 77 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2835281 2835334 9 62 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2849045 2849098 9 62 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2850598 2850659 1 62 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


s 


s 
ri 


iL 
ia 


2852167 2852228 1 62 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2856846 2856907 1 62 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2861460 2861513 9 62 gi 


na 


na 


cu 
219857269 
16S ribosomal RNA, partial sequence 2598095 25994 
De 


ri 
219857214 
1 sequen 
Ss 


ia 
il 

219857213 
se 
oc 


en 


al 
Ct: 


Ca 


ia 


219857273 
25919 


s. 


nce 
a; 


219857228 
26441 
Co 


ales; 


lales; 


quence 


219857184 
eq 
le 


uence 


equen 
ia; C 


ce 


219857178 
ue 
ri 


nce 


a; Ps 


219857176 
enc 
Bu 


sequ 
eria; 


219857174 
se 
ac 
219857166 


quenc 
teria 


e 


’ 


equen 
rnoba 


ce 
447 
monad 


sequ 
dae; 


219857121 


equence 
les; 


ce 28349 
ales; 


equence 


a; 


v 


219856889 


28518 
dales; 


28565 
dales; 


sulfotomacul 
219857232 
ue 


ri Paste 


occaceae 
219857206 
ce 26742 


s Family 
219857183 
s 


er amp 


eud 


s 


cte 
219857158 
2743252 27 
ma ace 
219857139 
enc 
Act 


Clo 
219856900 

en 
ri 
219856891 


Bu 


Burkh 
219856890 

sequence 
Pseudo: 


xX 
219856886 


xX 
219856883 


ref |NR_024904.1 
38 2593451 Entero 


Enterococcus dispar 
coccus dispar Bacteria; 


ref|NR_024900.1| Desulfotomaculum putei 

55 Desulfotomaculum putei Bacteria; 

um. 

ref|NR_024860.1 
2637974 263946 

urellales; Paste 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy 
ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 

2665089 266654 
; Streptococcus. 
ref|NR_024834.1 
15 2675666 Thioba 


Hydrogenophaga 

enophaga intermedia 

drogenophaga. 
Streptococcus 

8 Streptococcus 
Streptococcus. 
Streptococcus 

8 Streptococcus 


Thiobacter 
cter subterraneus 


ref|NR_024812.1 
2705678 270719 
XII. Incertae S 
ref|NR_024811.1 

2707242 270866 
ylobacterales; H 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


ref|NR_024806.1 
2714566 271605 
omonadales; Mora 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


ref|NR_024804.1 
e 2717632 271910 
rkholderiales; 0 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


ref |NR_024802.1 
2720705 272211 
ulfurovum. 
ref|NR_024794.1 
2731401 273285 
riaceae; Marinilactibacillus. 
ref|NR_024786.1| Delftia tsuruhatensis 
07 Delftia tsuruhatensis Bacteria; 
ae; Delftia. 
ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


Sulfurovum 
0 Sulfurovum 


Marinilactibacillus 
8 Marinilactibacillus 


Dietzia 
5 Dietzia 
rynebacterineae; 


Clostridium 

8 Clostridium 
stridium. 
Burkholderia 
lderia kururiensis 
Burkholderia. 
Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 

5 Pseudomonas 
omonadaceae; 


ref|NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
NR_024710.1 
2848765 285026 
olderiales; Coma 
ref|NR_024709.1 

2850317 285183 
monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; Xanthomonas. 
ref|NR_024702.1| Curvibacter 

2861171 2862678 Curvibacter 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 


lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 


144836 Bacteria_ 


strain DSM 3050 1 
G 


Proteobacteria; 
144836 Bacteria_ 
huttiense strain 


huttiense Bacteri 


Herbaspirillum. 
144836 Bacteria_ 


naganoensis strai 
naganoensis Bacte 
144836 Bacteria_1 
thermoluteolus st 
thermoluteolus Ba 


Hydrogenophilus. 


144836 Bacteria_1 
japonensis strain 
Proteob 


Bacteria; 


144836 Bacteria_1 
strain GTC848 16S 


Firmicutes; 


Firmicutes; 


Firmicutes; 


strain 441-1 16S 
Proteobacteria; 


caldus strain KU 
Proteobacteria; 


strain BSB411 16S 
Proteobacteria; 


Gordoniaceae; 


strain M-29c 16S 
Firmicutes; Lacto 


144836 Bacteria_16S 


strain HKI 0136 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
144836 Bacteria_16S 3042602 3042679 1 77 gi|219846894 
strain lacT 16S ribosomal RNA, partial sequence 3042319 30437 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfov 
144836 Bacteria_16S 3053268 3053329 1 62 gi| 219846886 
strain CreCitl 16S ribosomal RNA, partial sequence 3052993 30544 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

144836 Bacteria_16S 3063944 3064017 5 77 gi| 219846879 


strain S369-98-1 
Firmicutes; Lacto 


144836 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


144836 Bacteria_16S 


caribensis strain 
caribensis Bacter 


144836 Bacteria_16S 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


144836 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


144836 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


144836 Bacteria_16S 


methylovorum stra 


Lacto 
144836 Bacteria_1 
strain 176 16S ri 
Lacto 
144836 Bacteria_1 
strain STR Tl 16S 
Lacto 
144836 Bacteria_16S 


G 
144836 Bacteria_16S 


G 
144836 Bacteria_16S 


B 
144836 Bacteria_16S 
polyisoprenivoran 
polyisoprenivoran 
Gor 
144836 Bacteria_16S 


16S 2862988 2863049 1 62 gi| 219856882 


6S ribosomal RNA, partial sequence 2862729 28642 


16S ribosomal RNA, partial sequence 2996783 29982 


ammaproteobacteria; Acidithiobacillales; Acidith 
3013785 3013838 9 62 gi|219846914 
ribosomal RNA, complete sequence 3013492 30150 


mamonadace 
219846908 
1 sequence 
eridae; Ac 


etaproteobacteria; Burkholderiales; Co: 
3022811 3022868 5 62 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3038029 3038102 5 77 

ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcus. 
3039539 3039596 5 62 gi|219846896 
6S ribosomal RNA, partial sequence 3039256 30407 


gi|219846897 
3037737 30392 


16S ribosomal RNA, partial sequence 3063651 30650 
bacillales; Streptococcaceae; Streptococcus. 
3069797 3069870 5 77 gi| 219846875 
16S ribosomal RNA, partial sequence 30695 
bacillales; Enterococcaceae; Vagococcu 
3077267 3077320 9 62 gi 
MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
3083480 3083556 11 85 gi 
ain L-64 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
Es 


Ss. 
219846870 
uence 

; Burkhold 
219846866 
quence 

naerobacte 


3095372 3095449 1 77 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3123992 3124045 9 62 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


219846858 
ence 30950 
dales; Suc 
219846839 
1 sequence 
eria; Rhiz 


ref|NR_024701.1 


ioba 
ref 


cillaceae; 
NR_026506.1 


ae; Acidovorax. 
ref|NR_026500.1 

3022528 302398 
tinomycetales; 


ref|NR_026489.1 


ref |NR_026488.1 
eae; Gordoniace 
ref|NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026478.1 


Formivibrio. 
ref |NR_026471.1 
27 Streptococcus 


ref|NR_026467.1 


ref|NR_026462.1 
3076975 307840 
eriales; Burkhol 
ref|NR_026458.1 
3083185 308466 
rales; Thermoana 


ref|NR_026450.1 
79 3096617 Rumino 
cinivibrionacea 
ref |NR_026431.1 

3123738 312518 
obiales; Hyphomi 


3125481 3125534 9 62 gi| 219846838 
in DSM 5458 16S ribosomal RNA, partial sequence 


ref|NR_026430.1 
3125234 312665 


Cc 


11 3070973 Vagoco 


e: 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

16S 2867632 2867685 9 62 gi|219856879|ref|NR_024698.1| Herbaspirillum 

ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 

a; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

16S 2873943 2874016 5 77 gi|219856875|ref|NR_024694.1| Pullulanibacillus 

n ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
ria; Firmicutes; Bacillales; Pullulanibacillus. 

6S 2918270 2918331 1 62 gi|219856844|ref|NR_024663.1| Hydrogenophilus 

rain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 

cteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 

6S 2922890 2922951 1 62 gi|219856841|ref|NR_024660.1| Pseudoxanthomonas 
12-3 16S ribosomal RNA, partial sequence 2922617 2924080 Pseudoxanthomonas japonensis 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 

6S 2924395 2924468 5 V7 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 

bacillales; Streptococcaceae; Streptococcus. 

6S 2961970 2962043 5 77 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 

bosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 

bacillales; Streptococcaceae; Streptococcus. 

6S 2963519 2963592 5 77 gi|219856814|ref|NR_024633.1| Streptococcus canis 
ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 

bacillales; Streptococcaceae; Streptococcus. 

2992495 2992548 9 62 gi|219846928|ref|NR_026520.1| Legionella brunensis 
ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

2997058 2997111 9 62 gi|219846925|ref|NR_026517.1| Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 
a 


e; Gordonia. 
Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Streptococcus ovis 
ovis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Thermoanaerobacter 

6 Thermoanaerobacter 
erobacteraceae; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Hyphomicrobium 

3 Hyphomicrobium 
crobiaceae; 


v 


Hyphomicrobium 
3 Hyphomicrobium 


methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


144836 Bacteria_16S 3129945 3130026 5 84 gi|219846835|ref|NR_026427.1| Halanaerobacter 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 3129667 3131049 Halanaerobacter 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
144836 Bacteria_16S 3158767 3158828 1 62 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain FIF6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

144836 Bacteria_16S 3181411 3181472 1 62 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

144836 Bacteria_16S 3182963 3183024 1 62 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

144836 Bacteria_16S 3184515 3184576 1 62 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

144836 Bacteria_16S 3187619 3187680 1 62 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

144836 Bacteria_16S 3190723 3190784 1 62 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

144836 Bacteria_16S 3193825 3193886 1 62 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

144836 Bacteria_16S 3195377 3195438 1 62 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

144836 Bacteria_16S 3216356 3216429 5 77 gi|219846776|ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

144836 Bacteria_16S 3226950 3227011 1 62 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

144836 Bacteria_16S 3229949 3230014 13 a7 gi|219846767|ref|NR_026359.1| Peptoniphilus ivorii 


strain DSM 10022 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 
144836 Bacteria_16S 3254150 3254215 13 77 gi|219846751 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

144836 Bacteria_16S 3269168 3269221 9 62 gi| 219846741 


strain Feox-1 16S 
Proteobacteria; 
144836 Bacteria_16S 
strain LMG 5743 1 
Proteobacteria; 
144836 Bacteria_16S 
strain LMG 5047 1 
Proteobacteria; 
144836 Bacteria_16S 
strain LMG 708 16 
Proteobacteria; 
144836 Bacteria_16S 
strain LMG 538 16 
Proteobacteria; 
144836 Bacteria_16S 


ribosomal RNA, 


3288917 3288978 1 


3290442 3290503 1 


3291994 3292055 1 


3293546 3293607 1 


3295096 3295157 1 


albilineans strain LMG 494 16S ribosomal RNA, partial s 


albilineans Bacteria; 
Xanthomonas. 
144836 Bacteria_16S 
strain DSM 44140 


Proteobacteria; 


3320948 33210055 


16S ribosomal RNA, partial sequence 3229651 32311 


complete sequence 
Betaproteobacteria; Burkholderiales; Leptothrix. 


6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; X 


6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; X 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; xX 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


16S ribosomal RNA, partial sequence 3320684 33221 


3268876 32703 


ncer 
ref 


inea 


ref 


62 gi|219846728|ref|NR_026320.1 

anthomonadaceae; Xanthomon 

62 gi| 219846727 |ref|NR_026319.1 

anthomonadaceae; Xanthomon 

62 gi|219846726|ref|NR_026318.1 
3291719 32932 

anthomonadaceae; Xanthomon 

62 gi| 219846725 |ref|NR_026317.1 
3293271 32947 

anthomonadaceae; Xanthomon 

62 gi|219846724|ref|NR_026316.1 

equence 3294823 329632 

Gammaproteobacteria; Xanthomonadales; Xanth 

62 gi| 219846705 |ref|NR_026297.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


144836 Bacteria_16S 3372745 3372826 5 
lacunarum strain 
lacunarum Bacteria; 


144836 Bacteria_16S 


Firmicutes; 
3374264 33743375 


DSM 6640 16S ribosomal RNA, partial sequence 
Clostridia; 


84 gi|219846668 


Halanaerobiales; 


ref 


77 gi|219846667 


30 Peptoniphilus 


21 Actinomadura 


3372496 33739 
Halobact 


tae Sedis; P 
NR_026343.1 
e; Thermomon 


NR_026333.1 


Gordoniacea 
NR_026260.1 
5 
eroidaceae; 


ref 


ivorii Bacteria; 
eptoniphilus. 
Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 

Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 


NR_026259.1 


Orenia marismortui 


strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 


Firmicutes; Clostridia; Halanaerobiales; 


Halobacteroidaceae; Oren 


ia. 


144836 Bacteria_16S 3380421 3380478 5 62 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 


strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
144836 Bacteria_16S 3385017 3385078 1 62 gi|219846659|ref|NR_026251.1| Chromohalobacter 


marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 
144836 Bacteria_16S 3419682 3419743 1 62 gi|219846631|ref|NR_026223.1| Pseudoalteromonas 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
144836 Bacteria_16S 3422644 3422705 1 62 gi|219846629|ref|NR_026221.1| Pseudoalteromonas 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
144836 Bacteria_16S 3424127 3424188 1 62 gi|219846628|ref|NR_026220.1| Pseudoalteromonas 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 3423861 3425283 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonadaceae; Pseudoalteromonas. 
144836 Bacteria_16S 3425604 3425665 1 62 gi|219846627|ref|NR_026219.1| Pseudoalteromonas 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 3426769 Pseudoalteromonas 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


144836 Bacteria_16S 3525202 3525259 5 62 gi|219846559|ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 3535868 35359415 77 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 3545234 35453075 77 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

144836 Bacteria_16S 3557606 3557667 1 62 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

144836 Bacteria_16S 3559086 3559147 1 62 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

144836 Bacteria_16S 3560601 3560662 1 62 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

144836 Bacteria_16S 3562122 3562183 1 62 gi|219846534|ref|NR_026126.1] Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
144836 Bacteria_16S 3563607 3563668 1 62 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

144836 Bacteria_16S 3565087 3565148 1 62 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

144836 Bacteria_16S 3566593 3566654 1 62 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

144836 Bacteria_16S 3583175 3583248 5 77 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 3586287 3586348 1 62 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 
strain JB13 16S ribosomal RNA, partial sequence 3585997 3587456 Methylomonas fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

144836 Bacteria_16S 3600173 3600246 5 ui gi| 219846506 |ref|NR_026098.1| Dolosigranulum pigrum 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 


144836 Bacteria_16S 3612226 3612287 1 62 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

144836 Bacteria_16S 3725750 3725815 13 77 gi|219846417|ref|NR_026008.1| Actinomadura 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
144836 Bacteria_16S 3727205 3727270 13 77 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
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Vibrio scophthalmi 
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3891928 3891989 1 62 gi|219846300|ref|NR_025890.1| Halomonas 
strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

3896622 3896695 5 77 gi|219846297|ref|NR_025887.1| Tetragenococcus 
X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
tes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

3899608 3899668 1 62 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 
3952138 3952199 1 62 gi|219846257|ref|NR_025847.1| Moritella japonica 
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144836 Bacteria_16S 


strain P2 16S rib 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
3961101 3961154 9 62 gi 
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bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
4021992 4022053 1 62 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 
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4094691 4094768 1 77 gi| 219846156 


Moritella. 
NR_025841.1 
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Vibrio ezurae strain 
a; Proteobacteria; 
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Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
144836 Bacteria_16S 4121812 4121873 1 62 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 
144836 Bacteria_16S 4171008 41710815 77 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 
144836 Bacteria_16S 4175613 4175666 9 62 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
144836 Bacteria_16S 4177098 4177151 9 62 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
144836 Bacteria_16S 4186274 4186335 1 62 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
144836 Bacteria_16S 4189342 4189395 9 62 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 
144836 Bacteria_16S 4193940 4193993 9 62 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
144836 Bacteria_16S 4205866 4205927 1 62 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 
144836 Bacteria_16S 4208891 4208964 5 77 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
144836 Bacteria_16S 4218082 4218147 13 77 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
144836 Bacteria_16S 4242207 42422805 77 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
144836 Bacteria_16S 42562 42638 11 85 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
144836 Bacteria_16S 53432 53508 11 85 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
144836 Bacteria_16S 84848 84924 11 85 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
144836 Bacteria_16S 103244 103320 11 85 gi| 265678994 |ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 
144836 Bacteria_16S 106276 106348 5 76 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
144836 Bacteria_16S 109252 109328 11 85 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
144836 Bacteria_16S 118586 118662 11 85 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 
144836 Bacteria_16S 133839 133915 11 85 gi|265678973|ref|NR_029281.1| Arthrobacter 
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1 85 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
quence 136495 138004 Oerskovia turbata Bacteria; 
omycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
1 85 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
sequence 138055 139531 Sanguibacter suarezii Bacteria; 
omycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
1 85 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
sequence 139582 141058 Sanguibacter inulinus Bacteria; 
omycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
85 gi|265678964|ref|NR_029272.1| Kineococcus 
RNA, partial sequence 147044 148460 Kineococcus 
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rtial sequence 
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144836 Bacteria_16S 
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castelarensis strain BJ-608 16S ribosomal RNA, partial 


castelarensis Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 
nipponensis strai 
nipponensis Bacte 
Streptomycetaceae; Kitasatospora. 
144836 Bacteria_16S 
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xiligouense strain XLG9A10.2 16S riboso 
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Promicromonosporaceae; Myceligenerans. 
144836 Bacteria_16S 
neocaledoniensis strain SBHR OA6 16S ri 
neocaledoniensis Bacteria; Actinobacter 
Nocardiaceae; Nocardia. 
144836 Bacteria_16S 
subsp. nitratus strain IMET 11532, 16S 
cerinus subsp. nitratus Bacteria; Actin 
Microbacteriaceae; Agromyces. 
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ria; Actinobacteria; Actinobacteridae; 


376998 377074 11 


389196 389272 11 


398401 398477 11 


401537 401613 11 


406176 406252 11 


409232 409308 11 


429425 429501 11 


435637 435713 11 
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85 gi| 265678809 |ref|NR_029114.1| Streptomyces 
sequence 367645 369119 Streptomyces 
Actinobacteridae; Actinomycetales; Streptomycineae; 
85 gi|265678805|ref|NR_029110.1| Kitasatospora 
sequence 373661 375050 Kitasatospora 
Actinomycetales; Streptomycineae; 

85 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
nce 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
ococcineae; Microbacteriaceae; Agromyces. 

85 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
mal RNA, partial sequence 388894 390431 Myceligenerans 

Actinomycetales; Micrococcineae; 

85 gi| 265678789 |ref|NR_029094.1| Nocardia 
bosomal RNA, partial sequence 398145 399618 Nocardia 
ia; Actinobacteridae; Actinomycetales; Corynebacterineae; 

85 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
ribosomal RNA, partial sequence 401266 402730 Agromyces 
obacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

85 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
e sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
omycetales; Micrococcineae; Promicromonosporaceae; 

85 gi| 265678782 |ref|NR_029087.1| Streptomyces 
RNA, partial sequence 408966 410455 Streptomyces 
tinobacteridae; Actinomycetales; Streptomycineae; 

85 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
mal RNA, partial sequence 429128 430610 Nesterenkonia 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

85 gi|265678764|ref|NR_029069.1| Kitasatospora 


435340 436871 Kitasatospora 


Strept 


omycineae; 


144836 Bacteria_16S 441812 441888 11 85 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

144836 Bacteria_16S 449457 449533 11 85 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

144836 Bacteria_16S 493887 493963 11 85 gi| 265678722 |ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

144836 Bacteria_16S 495392 495468 11 85 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

144836 Bacteria_16S 553403 553479 11 85 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 598539 598615 11 85 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
144836 Bacteria_16S 600069 600145 11 85 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 630651 630727 11 85 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
144836 Bacteria_16S 641381 641457 11 85 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

144836 Bacteria_16S 646081 646157 11 85 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

144836 Bacteria_16S 653429 653505 11 85 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

144836 Bacteria_16S 656392 656468 11 85 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 664002 664078 11 85 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

144836 Bacteria_16S 781659 781735 11 85 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

144836 Bacteria_16S 798486 798562 11 85 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

144836 Bacteria_16S 815374 815450 11 85 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 


Bacteria; Actinob 


Pseudonocardia. 
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radiotolerans str 
radiotolerans Bac 


Kineosporiaceae; 
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6S ribosomal RNA, part 
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851704 851780 11 
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885006 885082 11 
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gi|265678478 
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ial sequence 877138 87856 
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gi| 265678458 
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gi| 265678454 


Pseu 


1 sequence 
e; Actinomycet 
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88012 
Pseu 


donocardineae; P 
ref|NR_028781.1 

851409 852783 
ales; Kineos 
ref |NR_028763.1 
eae; Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 


seudonocardiaceae; 
Kineococcus 
Kineococcus 


poriineae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


ref |NR_028756.1 


Rathayibacter caricis 


884701 886196 Rathayibacter caricis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Rathayibacter. 


144836 Bacteria_16S 
strain VKM Ac-180 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


pretiosum subsp. 


Actinomycetales; 


144836 Bacteria_16S 
cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae; 
144836 Bacteria_16S 


strain IFM 10035 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain IFM 0784 1 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain IFM 0575 1 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain IFM 10084 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain YZ-96 16S 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain IFM 0245 1 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 
tukisamuensis str 


tukisamuensis Bac 
Nocardiaceae; 


strain JCM 4837 1 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae 


144836 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain Cal06 16S 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain Se-3111 16 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


YIM 30243 16S rib 
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144836 Bacteria_16S 


faecium strain DS 
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144836 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
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144836 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 
Micrococcaceae; A 


144836 Bacteria_16S 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


Rho 
144836 Bacteria_16S 


886544 886620 11 85 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
4 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
omycetales; Micrococcineae; Microbacteriaceae; Agreia. 
914184 914260 11 85 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
968282 968358 11 85 gi| 265678398 |ref|NR_028700.1| Kitasatospora 
rain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
1038614 1038690 11 85 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
omycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1040123 1040199 11 85 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
6S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
omycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1041661 1041737 11 85 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
6S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
omycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1043221 1043297 11 85 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
omycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1044777 1044853 11 85 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
omycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1052353 1052429 11 85 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
6S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
omycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1074898 1074974 11 85 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
ain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
dococcus. 
1085284 1085360 11 85 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
6S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
omycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
1097410 1097486 11 85 gi|265678311|ref|NR_028613.1| Streptomyces 
in KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
1147393 1147469 11 85 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
34 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
omycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1216969 1217045 11 85 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
omycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
1221439 1221515 11 85 gi|219878356|ref|NR_025495.1| Salana multivorans 
S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
omycetales; Micrococcineae; Beutenbergiaceae; Salana. 
1325762 1325838 11 85 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
osomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
omycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1345673 1345749 11 85 gi|228720938|ref|NR_027599.1| Brachybacterium 
M 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
tinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
1348745 1348821 11 85 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
osomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
1420949 1421025 11 85 gi|224581444|ref|NR_027226.1| Arthrobacter 
strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
rthrobacter. 
1425589 1425665 11 85 gi| 224581441 |ref|NR_027223.1| Streptomyces 
ain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
1427154 1427230 11 85 gi|224581440|ref|NR_027222.1| Streptomyces 


144836 Bacteria_16S 


coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 


1426862 1428376 Streptomyces 


coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 1448737 1448813 1 
aerolata strain V 
Bacteria; Actinob 
Promicromonospora 
144836 Bacteria_16S 
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144836 Bacteria_16S 
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144836 Bacteria_16S 
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Saccharothrix. 
1540829 1540905 1 


Actinokineospora. 


Streptomycetaceae; Kitasatospora. 
144836 Bacteria_16S 15573 
terrestris strain HKI 0186 


Streptomycetaceae; Kitasatospora. 
144836 Bacteria_16S 15588 
gansuensis strain HKI 0314 
gansuensis Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Kitasatospora. 
144836 Bacteria_16S 
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144836 Bacteria_16S 
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Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Kitasatospora 
1 Kitasatospora 
cineae; 
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00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
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26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Streptomyces catenulae 
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Streptomyces 

8 Streptomyces 
mycineae; 
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niger Bacteria; 
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, 
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Arthrobacter 
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ref|NR_025598.1 
1625384 162685 


Arsenicicoccus 
0 Arsenicicoccus 


bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 


144836 Bacteria_16S 
strain SNG49 16S 


144836 Bacteria_16S 


balhimycina strain DSM 44591 16S riboso 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 


144836 Bacteria_16S 


paraoxydans strain CF36 16S ribosomal R 
Bacteria; Actinobacteria; Actinobacteri 


Microbacterium. 
144836 Bacteria_16S 
strain DSM 44494 


144836 Bacteria_16S 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


1639251 1639327 11 


1674409 1674485 11 


1697359 1697435 11 


1740020 1740096 11 


1759883 1759959 11 


85 
sequence 


omycetales; 


85 


85 


85 


gi 


1638983 16404 


219878450 


ref|NR_025589.1 


Nocardiopsis aegyptia 


69 Nocardiopsis aegyptia Bacteria; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


gi 
mal RNA, partial sequence 


gi 


dae; Actinomycetales; 


gi 


219878425 


219878409 


219878380 


tial sequence 1739732 17412 
omycetales; 


Actinomycetales; 


ref |NR_025564.1 
1674127 167557 


ref|NR_025548.1 


ref|NR_025519.1 


Amycolatopsis 
5 Amycolatopsis 


Pseudonocardineae; 


Microbacterium 


NA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Micrococcineae; Microbacteriaceae; 


Nocardiopsis halophila 


36 Nocardiopsis halophila Bacteria; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


sacelli strain LMG 20345 16S ribosomal 


sacelli Bacteria; 
Brachybacterium. 
144836 Bacteria_16S 
fresconis strain 


1761404 1761480 11 


Brachybacterium. 
144836 Bacteria_16S 1762926 1763002 11 
paraconglomeratum strain LMG 19861 16S 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; Brachybacterium. 
144836 Bacteria_16S 1771782 1771858 11 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


144836 Bacteria_16S 1773280 1773356 11 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
Actinobacteridae; 


roseoviolaceus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 
144836 Bacteria_16S 1799009 1799085 11 
gandavensis strain R 5812 16S ribosomal 


Arthrobacter. 


144836 Bacteria_16S 1805201 1805277 11 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
Actinobacteridae; 


paurometabola Bacteria; Actinobacteria; 
Cellulomonadaceae; Oerskovia. 

144836 Bacteria_16S 1806739 1806815 11 
strain DSM 46000 


144836 Bacteria_16S 
flaccumfaciens pv. 

Curtobacterium flaccumfaciens pv. 
Actinomycetales; 
144836 Bacteria_16S 


1811320 1811396 11 


1818997 1819073 11 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


144836 Bacteria_16S 1820522 1820598 11 
herbarum strain P 420/07 16S ribosomal 
herbarum Bacteria; 
Curtobacterium. 


144836 Bacteria_16S 1822054 1822130 11 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


144836 Bacteria_16S 1876789 1876865 11 


LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


85 


85 


85 


RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


85 


85 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


85 


Actinobacteria; Actinobacteridae; Actinomycetales; 


85 gi| 219878365 |ref|NR_025504.1 

RNA, partial sequence 1759669 176107 
Micrococcine 

85 gi|219878364|ref|NR_025503.1 
1761124 176259 

3 Micrococci 

85 gi| 219878363 |ref|NR_025502.1 
ribosomal RNA, partial sequence 176264 


gi|219878355 


gi|219878354 


gi| 219878336 


gi|219878332 


gi|219878331 


’ 


gi|219878328 


Actinomycetales; Mi 


ref 
83 Streptomyces 
Streptomycineae; 
ref 
sequence 1773034 177448 
Actinomycetales; 


ref 
Actinomycetales; 


ref 
sequence 1804913 180639 
Actinomycetales; 


ref 
32 Oerskovia jenensis Bacteria; 
Cellulomonadaceae; 
ref 
flaccumfaciens strain LMG 3645 16S ribosomal RNA, 


NR_025494.1 


Streptomyceta 
NR_025493.1 


Strep 
NR_025475.1 
1798724 180016 
Micrococ 
NR_025471.1 
Microc 
NR_025470.1 


NR_025467.1 
partial sequ 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Oerskovia 
8 Oerskovia 
occineae; 


Oerskovia jenensis 
Oerskovia. 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 


85 


85 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


85 


Curtobacterium. 
ref 
91 Plantibacter 


gi|219878323 


v 


gi| 219878322 


gi|219878321 


gi|219878283 


ref 


ref 
50 Agreia pratensis Bacteria; 
Microbacteriaceae; Agreia. 
ref 


NR_025462.1 


NR_025461.1 
1820242 182172 


NR_025460.1 


Plantibacter flavus 


flavus Bacteria; 
Microbacteriaceae; 


Plantibacter. 
Curtobacterium 
4 Curtobacterium 


Micrococcineae; Microbacteriaceae; 


Agreia pratensis 


NR_025422.1 


Nocardiopsis 


halotolerans strain DSM 44410 16S ribosomal RNA, partial 


halotolerans Bacteria; Actinobacteria; 


Nocardiopsaceae; 


Nocardiopsis. 


144836 Bacteria_16S 
humiphilum strain 


1900070 1900146 11 


Ornithinimicrobium. 
1957360 1957436 11 
ribosomal RNA, partial 


Intrasporangiaceae; 
144836 Bacteria_16S 
strain CF-25 16S 


144836 Bacteria_16S 2053729 2053805 11 


DSM 12362 16S ribosomal RNA, partial 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; 


85 


sequence 


85 


gi|219878223 


, 


gi|219878155 


Actinomycetales; 


ref 
1957067 1958565 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


ref 


NR_025362.1 


sequence 1876505 1878009 Nocardiopsis 

Actinobacteridae; Actinomycetales; Streptosporangineae; 
85 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
sequence 1899804 1901109 Ornithinimicrobium 


Micrococcineae; 


Arthrobacter luteolus 


luteolus Bacteria; 
Micrococcaceae 


; Arthrobacter. 


NR_025294.1 


Streptomyces 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 


stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


Streptomycineae; 


144836 Bacteria_16S 2065794 2065870 11 85 gi| 219878146 |ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
144836 Bacteria_16S 2110111 2110187 11 85 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
144836 Bacteria_16S 2167577 2167653 11 85 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
144836 Bacteria_16S 2194882 2194958 11 85 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

144836 Bacteria_16S 2235793 2235869 11 85 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

144836 Bacteria_16S 2246340 2246416 11 85 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 2247917 2247993 11 85 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 2257105 2257181 11 85 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 2278713 2278761 11 59 gi| 219857547 |ref|NR_025135.1| Mycoplasma phocidae 
strain 105 16S ribosomal RNA, partial sequence 2278443 2279908 Mycoplasma phocidae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

144836 Bacteria_16S 2281735 2281783 11 59 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

144836 Bacteria_16S 2333069 2333145 11 85 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

144836 Bacteria_16S 2346587 2346663 11 85 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

144836 Bacteria_16S 2348096 2348172 11 85 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

144836 Bacteria_16S 2360272 2360348 11 85 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
144836 Bacteria_16S 2361796 2361872 11 85 gi| 219857486 |ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
144836 Bacteria_16S 2383017 2383093 11 85 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

144836 Bacteria_16S 2430170 2430246 11 85 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

144836 Bacteria_16S 2437794 2437870 11 85 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

144836 Bacteria_16S 2453075 2453151 11 85 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

144836 Bacteria_16S 2477090 2477138 11 59 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 


strain 3T 16S ribosomal RNA, partial se 
Tenericutes; Mollicutes; Mycoplasmatace 
144836 Bacteria_16S 


2478562 2478610 11 


quence 
ae; Mycoplasma. 


59 


strain 383 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2476824 24782 


219857397 |ref 


gi 


44 Mycoplasma indiense Bacteria; 


NR_024985.1 


Mycoplasma cloacale 


2478295 2479747 Mycoplasma cloacale Bacteria; 


144836 Bacteria_16S 2480069 2480117 11 
strain H/T1 16S ribosomal RNA, partial 


59 


sequence 


gi 


2479798 24812 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 2481582 2481630 11 
strain DC333 16S ribosomal RNA, partial 


59 


sequence 


gi 


2481316 24827 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 2484603 2484651 11 


59 


strain TB 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 2486122 2486170 11 
strain PG13 16S ribosomal RNA, partial 


59 


sequence 


gi 


2484337 24857 


gi 


2485849 24873 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 
strain CH20247 16 


2487634 2487682 11 


59 


S ribosomal RNA, partial sequence 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 2489149 2489197 11 


strain M432/72 16 


59 


S ribosomal RNA, partial sequence 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 2490660 2490708 11 
strain 1219 16S ribosomal RNA, partial 


59 


sequence 


gi 


2490394 24918 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 
strain T1-X7 16S 


2492200 2492276 11 
ribosomal RNA, partial 


144836 Bacteria_16S 2493686 2493762 11 
australiensis strain 109 16S ribosomal 
australiensis Bacteria; Actinobacteria; 
Intrasporangiaceae; Tetrasphaera. 

144836 Bacteria_16S 2496582 2496658 11 
strain DNP505 16S 


144836 Bacteria_16S 2504238 2504289 11 
olearium strain SR1 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; 
144836 Bacteria_16S 2510354 2510430 11 
strain VKM Ac-942 
Bacteria; Actinobacteria; 
Nocardiopsis. 
144836 Bacteria_16S 2511861 2511937 11 
strain VKM Ac-1457 16S ribosomal 


144836 Bacteria_16S 2513368 2513444 11 
pachnodae strain VPCX2 16 
Bacteria; Actinobacteria; 


Xylanimicrobium. 

144836 Bacteria_16S 2516392 2516468 11 85 gi 
chlorophenolicus strain A-6 16S ribosomal RNA, partial 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
144836 Bacteria_16S 2517879 2517955 11 


85 


sequence 


85 


85 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


62 


85 


85 


85 


85 


gi 


2491905 24933 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


gi 


2496307 24977 
Corynebacterineae; 


gi 


partial sequence 
Clostridiales; 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


219857396 


219857395 


219857393 


219857392 


219857391 


2487368 24888 


219857390 


2488881 24903 


219857389 


219857388 


219857387 


RNA, partial sequence 
Actinobacteridae; 


219857385 


219857379 


219857370 


219857369 


219857368 


219857366 
sequence 


219857365 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


yeochonensis Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 2552148 2552224 11 
albus strain JL 83 16S ribosomal RNA, 


Streptacidiphilus. 


144836 Bacteria_16S 2553709 2553785 11 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
144836 Bacteria_16S 
strain DSM 44262 


2612206 2612282 11 


144836 Bacteria_16S 2719445 2719521 11 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
Actinobacteridae; 


yamanashiensis Bacteria; Actinobacteria; 
Nocardiaceae; Nocardia. 
144836 Bacteria_16S 2722468 2722544 11 


85 


85 


85 


85 


85 


Actinobacteridae; 


gi 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


gi 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; 
144836 Bacteria_16S 


2746418 2746494 11 


85 


Firmicutes; Bacillales; Alicyclobacillaceae; 


gi 


219857342 


219857341 


complete sequence 25534 


219857257 


16S ribosomal RNA, partial sequence 2611942 26134 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219857175 


219857173 


219857156 


baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 


Actinomycetales; 


25039 
Lachnospiraceae; 


25100 


25115 


25130 
Micrococcineae; Promicromonosporaceae; 


Actinomycetales; 


Actinomycetales; 


25518 
Streptomycineae; 


Streptomycineae; 


sequence 2719156 272065 
Actinomycetales; 


27221 
Alicyclobacillus. 


ref|NR_024984.1 


ref|NR_024983.1 
ref|NR_024981.1 
ref|NR_024980.1 
ref 


NR_024979.1 


ref |NR_024978.1 


ref|NR_024977.1 


ref|NR_024976.1 


ref|NR_024975.1 
2493400 249486 
Microc 


ref |NR_024973.1 


ref |NR_024967.1 
Sporobacterium. 
ref|NR_024958.1 


ref|NR_024957.1 
Nocardiop 
ref|NR_024956.1 
94 2514560 Xylani 


ref|NR_024954.1 
2516115 251756 
Mic 


ref|NR_024953.1 
2517611 251909 
Strepto 


ref |NR_024930.1 
53 2553362 Strept 
str 


ref |NR_024929.1 
13 2554923 Strept 
Str 


ref |NR_024888.1 
18 Amycolatopsis 
Pseudonocar 
NR_024803.1 


ref 
Coryn 


ref |NR_024801.1 
61 2723688 Alicyc 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Tetrasphaera japonica 


49 Tetrasphaera japonica Bacteria; 
Intrasporangiaceae; 


Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Sporobacterium 


25 2505435 Sporobacterium olearium 


Nocardiopsis trehalosi 


68 2511541 Nocardiopsis trehalosi 
Streptosporangineae; 


Nocardiopsaceae; 


Nocardiopsis tropica 


92 2513043 Nocardiopsis tropica Bacteria; 
Streptosporangineae; 


saceae; Nocardiopsis. 
Xylanimicrobium 
microbium pachnodae 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Nocardia 
4 Nocardia 
ebacterineae; 


Alicyclobacillus 
lobacillus pomorum 


ref |NR_024784.1 
2746146 274749 


Rhodococcus 
3 Rhodococcus 


baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Actinokineospora. 


144836 Bacteria_16S 
venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 
144836 Bacteria_16S 


strain JCM 9920 1 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain JCM 4662 1 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


144836 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


144836 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


144836 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


144836 Bacteria_16S 


IFO 16102 16S rib 
Actinobacteria; A 


144836 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


144836 Bacteria_16S 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


144836 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


144836 Bacteria_16S 


strain TA68 16S r 
Actinobacteria; A 


144836 Bacteria_16S 


strain TAGA27 16S 
Actinobacteria; A 


144836 Bacteria_16S 


strain F98.3HR69 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain ATCC 25470 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 
n RAOx-FS 16S ribosoma 


oxalivorans strai 
oxalivorans Bacte 


Rhodococcus. 
144836 Bacteria_16S 
strain Al-3 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 
terrae strain IFO 
Bacteria; Actinob 


2747820 2747896 11 85 
sequence 
omycetales; Micr 
2759831 2759907 11 85 gi 
15668 16S ribosomal RNA, partial sequ 


acteria; Actinobacteridae; Actinomycet 


gi|2 


2 


2771882 2771958 11 
JCM 4526 16S ribosoma 
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144836 Bacteria_16S 3472198 3472274 11 85 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

144836 Bacteria_16S 3475256 3475332 11 85 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

144836 Bacteria_16S 3476783 3476859 11 85 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

144836 Bacteria_16S 3484278 3484354 11 85 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
144836 Bacteria_16S 3490474 3490550 11 85 gi| 219846582 |ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 3511517 3511593 11 85 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

144836 Bacteria_16S 3513039 3513115 11 85 gi|219846567|ref|NR_026159.1| Rathayibacter rathayi 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
144836 Bacteria_16S 3514563 3514639 11 85 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
144836 Bacteria_16S 3516085 3516161 11 85 gi|219846565|ref|NR_026157.1| Curtobacterium luteum 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
144836 Bacteria_16S 3517607 3517683 11 85 gi|219846564|ref|NR_026156.1| Curtobacterium citreum 
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Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
144836 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 
Geobacter. 

144836 Bacteria_16S 
strain ATCC 19812 


3771746 3771832 1 
acteria; 


3919092 3919168 11 
16S ribosomal RNA, 


Micrococcineae; Microbacteriaceae; 


85 


85 


Actinobacteria; Actinobacteridae; Actinomycetales; 


144836 Bacteria_16S 
strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 

144836 Bacteria_16S 


3920673 3920749 11 


3922254 3922330 11 


85 


85 


Cla 


gi 


train H2 16S ribosomal RNA, partial se 


Proteobacteria; Deltaproteoba 


gi 


complete sequence 
Stre 


gi 


16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


vibacter. 
219846383 
quence 
cteria; 


De 


219846281 
39187 

ptomycinea 

219846280 
39203 


ales; Stre 


ref|NR_025974.1 
3771473 377289 
sulfuromonadales 


ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


ref 


219846279 


Geobacter 
0 Geobacter 
; Geobacteraceae; 
Streptomyces tendae 
omyces tendae Bacteria; 
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144836 Bacteria_16S 3923834 3923910 11 85 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 3925415 3925491 11 85 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 3928576 3928652 11 85 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
144836 Bacteria_16S 4011402 4011478 11 85 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
144836 Bacteria_16S 4074872 4074948 11 85 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

144836 Bacteria_16S 4076387 4076463 11 85 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

144836 Bacteria_16S 4111158 4111209 11 62 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
144836 Bacteria_16S 4126359 4126435 11 85 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
144836 Bacteria_16S 4199844 4199920 11 85 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

144836 Bacteria_16S 4201327 4201403 11 85 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 4202825 4202901 11 85 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
144836 Bacteria_16S 4204373 4204449 11 85 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 4210434 4210510 11 85 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

144836 Bacteria_16S 4216581 4216657 11 85 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

144836 Bacteria_16S 4243755 4243831 11 85 gi|219722939|ref|NR_024571.1| Brachybacterium muris 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
144836 Bacteria_16S 285 336 11 62 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

144836 Bacteria_16S 1824 1875 11 62 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

144836 Bacteria_16S 32195 32246 11 62 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

144836 Bacteria_16S 48646 48697 11 62 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
144836 Bacteria_16S 86414 86471 5 62 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 


pentosovorans Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


Ruminococcaceae; Anaerofilum. 


144836 Bacteria_16S 


strain KPA 16S ribosomal RNA, 


Firmicutes; 
144836 Bacteria_16S 
thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 
144836 Bacteria_16S 


ulcerans strain NCTC 7910 16S ribosomal 
Actinobacteria; Acti 
Corynebacteriaceae; Corynebacterium. 


ulcerans Bacteria; 


144836 Bacteria_16S 


strain 136 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actin 


144836 Bacteria_16S 


strain CE40 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


144836 Bacteria_16S 
strain 55134 16S 


Actinobacteria; Actinobacteridae; Actin 


144836 Bacteria_16S 


arborescens strain DSM 20754 16S riboso 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
144836 Bacteria_16S 


epidermidis strain P159 16S ribosomal R 
Bacteria; Actinobacteria; Actinobacteri 


Brevibacterium. 
144836 Bacteria_16S 
sanfranciscensis 
sanfranciscensis 
144836 Bacteria_16S 


thermophilum strain H-6-12 16S ribosomal RNA, 


thermophilum Bacteria; 
144836 Bacteria_16S 


strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 


144836 Bacteria_16S 


subtile strain F395 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteri 


144836 Bacteria_16S 


denticolens strain B 3028 16S ribosomal 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 


Parascardovia. 
144836 Bacteria_16S 
hebeiensis strain 


Streptomycetaceae; 
144836 Bacteria_16S 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Acti 


antiquum Bacteria; 
Brevibacterium. 
144836 Bacteria_16S 


strain YIM 70085 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


144836 Bacteria_16S 


xinjiangensis strain YIM70097 16S ribos 
xinjiangensis Bacteria; Actinobacteria; 
Micrococcaceae; Nesterenkonia. 


144836 Bacteria_16S 


halotolerans strain YIM70093 16S riboso 


halotolerans Bacteria; 


Corynebacteriaceae; Corynebacterium. 


144836 Bacteria_16S 


kentuckyensis strain NRRL B-24129 16S r 
kentuckyensis Bacteria; Actinobacteria; 
Pseudonocardiaceae; Amycolatopsis. 


144836 Bacteria_16S 


Lactobacillales; 


strain L420-91 16S rib 
Bacteria; 


strain L-12 16S riboso 
Bacteria; 


YIM 001 16S ribosomal 
hebeiensis Bacteria; Actinobacteria; Ac 
Streptomyces. 


93982 94049 11 Tt gi|265679000|ref|NR_029308.1 
complete sequence 93645 95214 Lactobacillus 
Lactobacillaceae; Lactobacillus. 

101730 101797 11 71 gi| 265678995 |ref|NR_029303.1 


Firmicutes; 


117066 117117 11 


158148 158199 11 


162604 162655 11 


164203 164270 11 


Firmicutes; 
203989 204056 11 


Dictyoglomi; 
305922 305981 1 


335053 335104 11 


336617 336668 11 


403076 403127 11 


420086 420137 11 


421627 421678 11 


426336 426387 11 


427881 427932 11 


Actinobacteria; 


437221 437272 11 


460145 460196 11 


dae; 


62 


osomal RNA, part 


Bacillales; Paen 


gi 


265678984 


RNA, partial sequence 


nobacteridae; Ac 


120089 120140 11 62 
equence 
omycetales; 

123177 123228 11 62 
sequence 
omycetales; 

144386 144437 11 62 

ribosomal RNA, partial sequence 


omycetales; 


62 


mal RNA, partial 


62 


NA, partial sequ 
dae; Actinomycetales; 


77 


mal RNA, partial 
Lactobacillales; 


77 


60 


62 


partial sequence 
Bifidobacte 


62 


RNA, partial se 


62 


RNA, partial se 
tinobacteridae; 


62 


nobacteridae; Ac 


62 


62 


omal RNA, partia 
Actinobacterida 


62 


mal RNA, partial 
Actinobacteridae 


62 


ibosomal RNA, pa 
Actinobacterida 


62 


complete 
Dictyoglomales; 


gi 


119823 121322 Cellulomonas 
Micr 


gi 


122905 12429 
Micr 


gi 


144082 14559 


Micrococcineae; 


gi 


gi 


gi 


gi 


Dic 
gi 


gi 


gi 


gi 


gi 


gi. 


gi 


gi 


gi 


265678982 


265678980 


265678966 


265678957 
sequence 


265678954 


265678834 
riales; 


265678833 
quence 


265678786 
quence 


265678774 
sequence 


265678773 


tial sequence 421328 42283 
omycetales; Micr 


265678770 


265678769 
sequence 


265678763 


gi 


265678744 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


ial sequence 101441 102925 
ibacillaceae; 


tinomycetales; 


ococcineae; 


Actinomycetales; 


Micrococcineae; 


plasmataceae; 
334755 336267 Bifido 


Bifidobacteriaceae 


Bifidobacteriales; 


Actinomycetales; 


tinomycetales; 


1 sequence 
e; Actinomycetales; 


; Actinomycetales; 


rtial sequence 
e; Actinomycetales; 


ref|NR_029292.1 
116781 118270 


ref|NR_029290.1 


ref|NR_029288.1 


ref|NR_029274.1 


ref |NR_029265.1 
157869 159336 
Micrococ 


ref|NR_029262.1 


Neorickettsi 


ref|NR_029139.1 


ref|NR_029138.1 
336318 337835 
Bifido 


ref|NR_029091.1 
402781 404300 


ref |NR_029079.1 
419777 421277 
Micrococcin 


ref |NR_029078.1 


ref|NR_029075.1 
426041 427535 
Microc 


ref|NR_029074.1 

427586 429077 
Coryneb 
ref|NR_029068.1 
436922 
Pseudo 


Lactobacillus lindneri 
lindneri Bacteria; 


Aneurinibacillus 
Aneurinibacillus 


Aneurinibacillus group; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Cellulomonas uda 


uda Bacteria; 
ococcineae; Cellulomonadaceae; 


Cellulomonas. 
Cellulomonas hominis 


8 Cellulomonas hominis Bacteria; 
Cellulomonadaceae; 


Cellulomonas. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 
Jonesiaceae; Jonesia. 


Microbacterium 
Microbacterium 
cineae; 


Brevibacterium 


ence 162334 163815 Brevibacterium epidermidis 
Brevibacteriaceae; 


265678953|ref|NR_029261.1| Lactobacillus 

sequence 163866 165437 Lactobacillus 
Lactobacillaceae; Lactobacillus. 

265678927 |ref|NR_029235.1| Dictyoglomus 
sequence 203662 205201 Dictyoglomus 
tyoglomaceae; Dictyoglomus. 

265678856 |ref|NR_029162.1| Neorickettsia risticii 


risticii Bacteria; 

a. 

Bifidobacterium 

bacterium subtile 

; Bifidobacterium. 
Parascardovia 
Parascardovia 

bacteriaceae; 


Streptomyces 
Streptomyces 


Streptomycineae; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
ococcineae; Yaniellaceae; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


ref|NR_029049.1 
459859 461323 


Amycolatopsis 
Amycolatopsis 


144836 Bacteria_16S 
J18 16S ribosomal 
Actinobacteridae; 
144836 Bacteria_16S 472356 472423 11 
strain S-5623 16S ribosomal RNA, partia 
Firmicutes; Lactobacillales; Weissella. 
144836 Bacteria_16S 489223 489274 11 
strain QH3A7 16S ribosomal RNA, 


466186 466237 11 
RNA, partial sequence 


144836 Bacteria_16S 
halichoeri strain 
halichoeri Bacteria; Firmicutes; 
144836 Bacteria_16S 509213 509264 11 
caspium strain M/106/00/5 16S ribosomal 


496902 496969 11 


caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Corynebacteriaceae; Corynebacterium. 

144836 Bacteria_16S 512245 512312 11 77 gi| 265678710 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae 
144836 Bacteria_16S 544204 544255 11 62 gi| 265678689 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
144836 Bacteria_16S 568677 568728 11 62 gi| 265678673 
strain R9242 16S ribosomal RNA, partial sequence 568394 56988 


Actinobacteria; Actinobacteridae; Actinomycetales; 


144836 Bacteria_16S 573186 573237 11 
tuberculostearicum strain Medalle X 16S 


tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Ac 


Corynebacteriaceae; Corynebacterium. 
144836 Bacteria_16S 579086 579137 11 


62 


465880 467346 Rothi 
Actinomycetales; Micrococcineae; Micrococcaceae 


77 


1 sequence 


62 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


77 


62 


RNA, partial sequence 


62 


gi 


gi 


472041 47353 


gi 


488917 49045 


gi 


M512/02/1 16S ribosomal RNA, partial 


Lactobacillales; Streptococcacea 


gi 


gi 


ribosomal RNA, 


62 


gi 


glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 


glaucum Bacteria; 
Corynebacteriaceae; Corynebacterium. 
144836 Bacteria_16S 607751 607802 11 
appendicis strain IMMIB R-3491 16S ribo 


62 


Actinobacteria; Actinobacteridae; Act 


gi 


somal RNA, parti 


appendicis Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
144836 Bacteria_16S 618581 618632 11 
aerolatum strain 


62 


gi 


V-73 16S ribosomal RNA, partial sequen 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Microbacterium. 


144836 Bacteria_16S 622952 623003 11 


62 


gi 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, part 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
144836 Bacteria_16S 647611 647662 11 
CMS 760r 16S ribo 
Actinobacteridae; 
144836 Bacteria_16S 668506 668557 11 
pluranimalium strain M430/94/2 16S ribo 
pluranimalium Bacteria; Actinobacteria; 
Actinomycetaceae; Arcanobacterium. 

144836 Bacteria_16S 739822 739873 11 


62 


62 


gi 


somal RNA, partial sequence 647310 648789 Kocur 
Actinomycetales; Micrococcineae; Micr 


gi 


somal RNA, parti 


Actinobacterida 


62 


gi 


paurometabolica strain YIM 90007 16S ribosomal RNA, par 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; Pseudonocardiaceae; 
144836 Bacteria_16S 
strain YIM90005 1 


773898 773949 11 


144836 Bacteria_16S 830643 830710 11 
haemoperoxidus strain 440 16S ribosomal 
haemoperoxidus Bacteria; Firmicutes; 
144836 Bacteria_16S 832200 832267 11 


62 


77 


Saccharomonospor 


gi 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseu 
gi 


RNA, partial se 


Lactobacillales; 


77 


E 
gi 


moraviensis strain 330 16S ribosomal RNA, partial seque 


Bacteria; Firmicutes; 
144836 Bacteria_16S 


Lactobacillales; 
836712 836763 11 


62 


strain S1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


144836 Bacteria_16S 854704 854755 11 


62 


Enterococcaceae; 


gi 


836449 83791 
nebacterineae; 


Cory 
gi 


Actinomycineae 


265678740 


265678736 


265678725 


265678720 
sequence 


265678712 


265678670 
partial se 


265678666 
sequence 
inomycetal 


265678646 
al sequenc 
Actinomyce 


265678639 
ce 61837 
ales; Micr 
265678636 
ial sequen 
Actinomyc 


265678619 


ococcaceae 
265678603 


265678554 


a. 
265678530 


265678492 
quence 


265678491 
nce 83188 


265678488 


265678475 


al sequence 668320 66970 
e; Actinomycetales; 


tial sequence 


donocardineae; 


Enterococcus. 


ref|NR_029045.1| Rothia amarae strain 
a amarae Bacteria; Actinobacteria; 

; Rothia. 
ref|NR_029041.1| Weissella koreensis 
7 Weissella koreensis Bacteria; 


ref|NR_029030.1| Jonesia quinghaiensis 
1 Jonesia quinghaiensis Bacteria; 


; Jonesiaceae; Jonesia. 

ref|NR_029025.1] Streptococcus 
496622 498127 Streptococcus 

e; Streptococcus. 

ref|NR_029017.1| Corynebacterium 
508981 510331 Corynebacterium 

es; Corynebacterineae; 

ref|NR_029015.1] Streptococcus 
511957 513395 Streptococcus 

; Streptococcus. 

ref|NR_028994.1| Nocardia puris strain 


4 Nocardia puris Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028978.1| Actinobaculum urinale 
1 Actinobaculum urinale Bacteria; 


; Actinomycetaceae; Actinobaculum. 
ref|NR_028975.1| Corynebacterium 
quence 572888 574399 Corynebacterium 
tinomycetales; Corynebacterineae; 
ref|NR_028971.1| Corynebacterium 

578821 580286 Corynebacterium 


es; Corynebacterineae; 


ref|NR_028951.1| Corynebacterium 
e 607486 608955 Corynebacterium 
tales; Corynebacterineae; 


ref|NR_028944.1| Microbacterium 
1 619715 Microbacterium aerolatum 
ococcineae; Microbacteriaceae; 


ref|NR_028941.1| Corynebacterium 
ce 622694 624168 Corynebacterium 
etales; Corynebacterineae; 


ref|NR_028924.1| Kocuria polaris strain 

ia polaris Bacteria; Actinobacteria; 

; Kocuria. 

ref|NR_028908.1| Arcanobacterium 

6 Arcanobacterium 

Actinomycineae; 

ref |NR_028858.1 
739522 


Saccharomonospora 
740995 


ref|NR_028834.1| Prauserella alba 
2 Prauserella alba Bacteria; 
Pseudonocardiaceae; Prauserella. 
ref|NR_028795.1] Enterococcus 

830324 831835 Enterococcus 


nterococcaceae; Enterococcus. 


ref|NR_028794.1] Enterococcus 
6 833394 Enterococcus moraviensis 


ref|NR_028791.1| Nocardia fluminea 
0 Nocardia fluminea Bacteria; 
Nocardiaceae; Nocardia. 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriaceae; Propionibacterium. 


ref|NR_028778.1| Propionibacterium 
854408 855931 Propionibacterium 


144836 Bacteria_16S 
strain K24 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
144836 Bacteria_16S 
scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


144836 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


144836 Bacteria_16S 


VKM Ac-1401 16S r 


caldoxylosilyticu 
caldoxylosilyticu 


144836 Bacteria_16S 


sapovorans strain 
Bacteria; Firmicu 


144836 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


144836 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


144836 Bacteria_16S 


strain LK2-10 16S 
Actinobacteria; A 
Micromonospora. 


144836 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


144836 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


144836 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


144836 Bacteria_16S 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partia 
phyllosphaerae Bacteria; Actinobacteria; 


Microbacteriaceae 


144836 Bacteria_16S 
strain 13.4 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 
144836 Bacteria_16S 


mcbrellneri ATCC 


ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 


Brevibacteriaceae 


144836 Bacteria_16S 
DSM 15272 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Aeromicrobium. 


144836 Bacteria_16S 


strain NCIMB 7030 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

144836 Bacteria_16S 

thermoviolaceus subsp. 
1308545 Streptomyces thermoviolaceus subsp. 


Actinobacteridae; 


860918 860969 11 62 gi 


875911 875962 11 62 gi 


881926 881977 11 62 gi 


911104 911155 11 
ibosomal RNA, partial 


62 
sequence 


gi 


957563 957630 11 77 


gi 
s Bacteria; Firmicutes; 
992928 992979 11 
OM 16S ribosomal RNA, complete sequence 
tes; Clostridia; Clostridiales; 
1021844 10219175 77 
ATCC 33400 16S ribosomal RNA, 
ia; Firmicutes; Lactobacillales; 
1030927 1030978 11 62 

n TT1-11 16S ribosomal 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 
1047849 1047900 11 62 

ribosomal RNA, partial sequence 


Bacillales; 
62 gi 


gi 


gi 


gi 


1132257 1132308 11 62 gi 
CF63 16S ribosomal RNA, partial sequence 


1204965 1205031 11 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


77 gi 


1219906 1219973 11 77 


gi 
Carnobacteriaceae; Allofusti 
1225991 1226042 11 62 gi 
MX5 16S ribosomal RNA, partial sequence 


1233620 1233671 11 62 gi 
Actinobacteridae 
; Microbacterium. 
1245737 1245788 11 62 


sequence 


gi 


; Brevibacterium. 


1280100 1280151 11 62 gi 


1298203 1298254 11 
55 16S ribosomal RNA, 


62 gi 
partial sequence 


1307341 1307392 11 62 gi 
thermoviolaceus strain DSM 40443 


Actinomycetales; Streptomycineae; 


144836 Bacteria_16S 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 


1322694 1322761 11 77 gi 


265678471 

860647 86213 
Pseudonocardineae; 
265678461 


265678456 
LM042 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


265678437 
910794 91228 


265678406 
s strain $1812 16S ribosomal RNA, partial sequence 957258 95877 
Bacillaceae; 
265678382 


Syntrophomonadaceae; 
265678363 
complete sequence 
Streptococcaceae; 
265678357 
RNA, partial sequence 

Actinomycetales; 


265678346 
1047573 10490 
ctinobacteridae; Actinomycetales; Micromonosporineae; 


253680768 
acteria; Actinobacteridae; Actinomycetales; 


228715355 
1204671 12061 
Coriobacteriales; 


219878362 
6S ribosomal RNA, partial sequence 1219617 12211 
Lactobacillales; 
144836 Bacteria_16S 219878300 
acteria; Actinobacteridae; Actinomycetales; 


219878266 
1 sequence 1233340 123481 


219857484 
1245479 12468 


Pseudonocardineae; Pseudonocar 
1260679 1260730 11 62 gi| 219846707 |ref|NR_026299.1 
49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevib 


Actinomycetales; 


219846091 
1279854 12812 


219846893 


228721493 
16S ribosomal 
thermoviolaceus Bacteria; Actinobacteria; 
Streptomycetaceae; 
228715345 


ref|NR_028774.1 
0 Amycolatopsis 
ref |NR_028764.1 
87568 
Streptomycineae; 


ref |NR_028758.1 
881630 883139 Catel 
Micromonosporineae; 


ref |NR_028739.1 


ref |NR_028708.1 
3 
Geobacillus. 
ref |NR_028684.1 


99261 


ref|NR_028665.1 

1021546 102306 
Streptococcus 
ref|NR_028659.1 
1030633 103211 


ref|NR_028648.1 


Micromonos 


ref |NR_028016.1 
1131955 1133449 Brevib 
Micrococcineae; 


ref|NR_027527.1 
28 Collinsella 
Coriobacterineae; Co 


ref|NR_025501.1 


ref |NR_025439.1 
1225722 1227193 Isopte 
Micrococcineae; 


ref|NR_025405.1 


Actinomycetales; Micro 


ref |NR_025072.1 
80 Amycolatopsis 


Micrococc 


ref|NR_025681.1 
10 Aeromicrobium 
Propionibacterineae; 


ref |NR_026485.1 
1297919 1299312 Brevib 
ref |NR_027616.1 


RNA, partia 


ref 


Brevibacteriaceae; 


Amycolatopsis sacchari 
sacchari Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Streptomyces 


6 877087 Streptomyces scopiformis 
Streptomycetaceae; 


Catellatospora 


latospora koreensis 


Micromonosporaceae; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
144836 Bacteria_16S 


Leifsonia. 
Geobacillus 
Geobacillus 


Syntrophomonas 


4 994134 Syntrophomonas sapovorans 
Syntrophomonas. 


Streptococcus 
0 Streptococcus 

Micromonospora 
4 Micromonospora 


Micromonosporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Brevibacterium 
acterium sanguinis 


Brevibacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Isoptericola 
ricola variabilis 


Promicromonosporaceae Hi 


Microbacterium 
7 Microbacterium 
coccineae; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Brevibacterium 
acterium mcbrellneri 
ineae; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Brevibacterium avium 
acterium avium Bacteria; 
Brevibacterium. 
Streptomyces 


1 sequence 1307063 


Streptomyces. 


NR_027517.1 


Streptococcus 
1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


Streptococcus. 


144836 Bacteria_16S 


subsp. carnosus Ss 


thermacidophilum 


1327307 1327374 11 
train CCUG 34545 16S ribosomal RNA, pa 
sakei subsp. carnosus Bacteria; 
144836 Bacteria_16S 


Firmicutes; 
1330314 1330365 11 
subsp. porcinum strain P3-14 16S ribos 


omal RNA, 


complete sequenc 


77 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
rtial sequence 1326995 1328388 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
62 gi|219846082|ref|NR_025672.1| Bifidobacterium 


e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


144836 Bacteria_16S 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


144836 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


144836 Bacteria_16S 


cynodontis JCM 97 


cynodontis Bacteria; Actinobacteria; Ac 


Microbacteriaceae 


144836 Bacteria_16S 
strain TN-272 16S ribosomal RNA, partia 


Firmicutes; Clost 


144836 Bacteria_16S 
16S ribosomal RNA, pa 
acteria; Actinobacteri 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


144836 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


144836 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


144836 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


; Bifidobacteriaceae; 


1384907 1384968 1 


17 Bacteria; 


33 16S ribosomal RNA, 


; Leifsonia. 


ridia; Clostridiales; 


in PG 39 16S ribosomal 
eria; Actinobacteria; 

e; Corynebacterium. 

n AA459 16S ribosomal 


e; Micromonospora. 


strain G2-1 16S ribos 


Micrococcaceae; Arthrobacter. 


144836 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


144836 Bacteria_16S 


subsp. albus stra 
subsp. albus Bact 
Streptomycetaceae 


144836 Bacteria_16S 


subsp. rimosus st 
subsp. rimosus Ba 
Streptomycetaceae 


144836 Bacteria_16S 


caeruleus subsp. 


Couchioplanes caeruleus subsp. 


Actinomycetales; 


144836 Bacteria_16S 


afermentans subsp 


Corynebacterium afermentans subsp. 


Actinomycetales; 


144836 Bacteria_16S 


strain DSM 20127 
Actinobacteria; A 


144836 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


144836 Bacteria_16S 


matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


LCDC 89/0504 16S ribo 
ia; Actinobacteria; Ac 


in DSM 40313 16S ribos 
eria; Actinobacteria; 
; Streptomyces. 


rain JCM 4667 16S ribo 
cteria; Actinobacteria 
; Streptomyces. 

caeruleus strain DSM 4 
Micromonosporineae; Mi 
- afermentans strain C 


Corynebacterineae; Cor 


16S ribosomal RNA, 
ctinobacteridae; Actin 


rain DSM 43406 16S rib 
cteria; Actinobacteria 
ardia. 


ain IMSNU 22003 16S ri 
teria; Actinobacteria; 
e; Micromonospora. 


1333441 1333492 11 
6S ribosomal RNA, partial sequence 1333148 13346 
acteria; Actinobacteridae; Actinomycetales; 


1401390 1401441 11 


1408835 1408885 11 


1416378 1416429 11 


1450184 1450235 11 


1451651 1451702 11 


ria; Actinobacteria; Actinobacteridae; 


1453182 1453233 11 


Bacteria; Actinobacte 


1457603 1457654 11 


1474190 1474241 11 


1488023 1488074 11 


1494033 1494084 11 


1500062 1500113 11 


1501451 1501502 11 


1520940 1520991 11 


1531653 1531704 11 


Bifidobacterium. 
62 gi 


62 gi 


62 gi 
partial sequence 
tinobacteridae; 


62 
1 sequence 


gi 
1408524 1 


omal RNA, partial sequen 
ria; Actinobacteridae; 


228721490 
Micrococcineae; 


228716834 
ain 0S217 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadale 
228715351 

14011 
Actinomycetale 


224581401 
4099 


Clostridiaceae; Clostridium. 
62 gi| 224581447 |ref|NR_027229.1 
rtial sequence 1416093 1417582 Saccha 


dae; Actinomycetales; Pseudonocardineae; P 
62 gi|224581420|ref|NR_027201.1 

RNA, partial sequence 1449903 145131 

Actinobacteridae; Actinomycetales; Coryneb 
62 gi|224581419|ref|NR_027200.1 

RNA, partial sequence 1451367 145284 
Actinomycetales; Micromon 

62 gi|224581418|ref|NR_027199.1 


ce 
Actinomycetales; Mi 


62 gi 


tinobacteridae; 


62 gi|2 
omal RNA, partial 
Actinobacteridae; 
62 

somal RNA, 
; Actinobacteridae; 


gi 


62 gi 
4103 16S ribosomal 


cromonosporaceae; 
62 gi 
IP 103499 16S ribo 


ynebacteriaceae; Corynebacterium. 
62 gi|219846604|ref|NR_026196.1 
complete sequence 15011 


62 gi 
osomal RNA, partia 
; Actinobacteridae; 

62 gi 


Actinobacteridae; 


144836 Bacteria_16S 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 


1563243 1563294 11 


62 gi 


224581414 
somal RNA, partial sequence 1457334 145871 
Actinomycetale 


19878476 
sequence 
Actinomyceta 


219857134 
complete sequence 1487741 14892 
Actinomycetales; 


219846703 
RNA, partial sequence 
caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Couchiop 
219846622 
somal RNA, 


219857427 
bosomal RNA, partial sequence 
Actinomycetales; 


219846103 


ref|NR_027613.1 
32 Beutenbergia 
Beut 


ref|NR_027556.1 
1384632 138613 


ref |NR_027523.1 
11 1402554 Leifso 
s; Micrococc 


ref |NR_024719.1 


1452894 145438 


ref |NR_027195.1 


s; Actinomyc 


ref|NR_025615.1 

1473916 147541 
les; 
ref|NR_024762.1 
2 
Strep 


ref |NR_026295.1 


lane 
ref 


Ss. 
NR_026214.1 


Micrococcaceae 
NR_025199.1 
5 


ref 


ref|NR_025015.1 


153135 


complete sequence 
afermentans Bacteria; Actinobacteria; 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Leifsonia xyli subsp. 
nia xyli subsp. 


ineae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Micromonospora 
3 Micromonospora 
osporineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


albus 
albus 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


rimosus 
rimosus 


Streptomyces 
5 Streptomyces 
tomycineae; 


Couchioplanes 


1493762 1495216 


Corynebacterium 
1499786 1501111 


Actinobacteridae; 


Sinomonas atrocyanea 


62 1502633 Sinomonas atrocyanea Bacteria; 
omycetales; Micrococcineae; 
219857610 
1 sequence 1520665 15221 
Actinomycetales; 


; Sinomonas. 
Nocardia 
6 Nocardia 


Corynebacterineae; 


Micromonospora 
9 1532864 Micromonospora 


Micromonosporineae; 


ref |NR_025693.1 


156296 


Amycolatopsis 
4 1564361 Amycolatopsis 


pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


144836 Bacteria_16S 1592213 1592264 11 
subsp. paromomycinus strain DSM 41429 1 
rimosus subsp. paromomycinus Bacteria; 
Streptomycineae; Streptomycetaceae; Str 
144836 Bacteria_16S 1593759 1593810 11 
chrestomyceticus strain DSM 40545 16S r 
chrestomyceticus Bacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 
144836 Bacteria_16S 1595306 1595357 11 
sclerotialus strain DSM 43032 16S ribos 
sclerotialus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

144836 Bacteria_16S 1609101 1609168 11 
subsp. ruminatorum strain CECT 5772 16S 
equi subsp. ruminatorum Bacteria; Firmi 
144836 Bacteria_16S 1668399 1668450 11 
strain R2014 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 1672886 1672937 11 
vancoresmycina strain ST101170 16S ribo 
vancoresmycina Bacteria; Actinobacteria 
Pseudonocardiaceae; Amycolatopsis. 
144836 Bacteria_16S 1675908 1675959 11 
keratiniphila subsp. nogabecina strain 


v 


6S ribosomal RNA, 
Actinobacteria; 
eptomyces. 

ibosomal RNA, pa 
ia; Actinobacter 


omal RNA, partia 
Actinobacteridae 


cutes; 


omycetales; Acti 


somal RNA, parti 


DSM 44586 16S ri 


62 219878483 


partial 


gi 
Ac 


62 219878482 
rt 


id 


gi 
ae; 


62 gi|219878481 


2 
1 
; 


219878470 
pa 


V7 gi 
ribosomal RNA, 
Lactobacillales; 
62 gi| 219878429 
sequence 1668114 16695 
no: 
219878426 
al 
ae 


62 gi 


Actinobacteridae; 


62 219878424 


bo 


gi 


tinobact 


ial sequ 
Acti 


sequence 
Actinomy 


rtial se 
st 


mycineae 
sequenc 


Actino: 


somal RN. 


ref 
sequ 
erid 


NR_025622.1 
ence 15919 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; St 


ref|NR_025620.1 
1595032 159652 
cetales; Strept 


ref 
quen 
rept 
ref 


NR_025609.1 
ce 160886 
ococcaceae; 
NR_025568.1 
; Ac 
ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseu 


ref 
A, Pp 


NR_025563.1 
artial seque 


3 
ae; Actinomy 


r 


fo} 


d 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 
tinomycetace 


ae; Actinomyces. 
Amycolatopsis 

6 Amycolatopsis 

onocardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Pseudonocardineae; Pse 
144836 Bacteria_16S 1677425 1677476 11 
decaplanina strain DSM 44594 16S riboso 
decaplanina Bacte 
Pseudonocardiaceae; Amycolatopsis. 
144836 Bacteria_16S 1678946 1678997 11 
strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 
144836 Bacteria_16S 
strain OSBAC1 16S 
Proteobacteria; G 
144836 Bacteria_16S 
strain ATCC 19645 16S ribosomal RNA, pa 
Firmicutes; Lactobacillales; Streptococ 
144836 Bacteria_16S 1770357 1770408 11 
felinum strain CCUG 39943 16S ribosomal 
felinum Bacteria; Actinobacteria; Actin 
Corynebacteriaceae; Corynebacterium. 
144836 Bacteria_16S 1774777 1774828 11 
longisporus strai 
longisporus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
144836 Bacteria_16S 1780960 1781011 11 
strain 4-0 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 
scardovii strain 
scardovii Bacteri 
Bifidobacterium. 
144836 Bacteria_16S 1848050 1848101 11 
hippocoleae strain CCUG 44697 16S ribos 
hippocoleae Bacte 
Actinomycetaceae; Arcanobacterium. 
144836 Bacteria_16S 1852453 1852520 11 
cellulosilytica strain TB100 16S riboso 
cellulosilytica Bacteria; Actinobacteri 
Nocardiopsaceae; Thermobifida. 

144836 Bacteria_16S 1855541 1855592 11 
capitovis strain CCUG 39779 16S ribosoma 
capitovis Bacteria; Actinobacteria; Act 
Corynebacteriaceae; Corynebacterium. 
144836 Bacteria_16S 1858497 1858548 11 


1708062 1708120 4 


1744668 1744735 11 


1832735 1832786 11 


a; Actinobacteria; Act 


a 


udonocardiaceae; 
mal RNA, partial 


ria; Actinobacteria; Actinobacteridae; 


17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
rtial sequence 
caceae; 


obacteridae; Act 


n ISP 5166 16S ribosomal RNA, partial 


equence 
omycetales; Micr 


CCUG 13008 16S ribosomal RNA, partial 


inobacteridae; 


omal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 


mal RNA, partial 


inobacteridae; Act 


62 219878423 
sequence 


Actinomyc 


gi 


62 219878422 


16786 


gi 


ales; 


62 gi| 219878402 
1707781 17092 
matiaceae; 
219878377 
17443 
occus. 

219878357 
quence 

inomycetal 


77 gi 
Streptoc 

62 gi 
RNA, partial se 


62 219878353 
sequence 


Actinomyc 


gi 
tinobacteridae; 
62 gi| 219878349 
1780670 17821 
ococcineae 
219878313 
sequence 
ifidobacte 


62 gi 


B 


62 219878303 
1 sequence 


Actinomyc 


gi 


77 219878299 
sequence 


dae; Actin 


gi 


; Actinobacteri 
219878297 
sequence 

inomycet 


62 gi 
1 RNA, partial 


Amycolato 


Pseu 


etal 


omyc 


ales 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025496.1 
1770072 177148 
es; Corynebacter 
ref|NR_025492.1 
1774532 177597 
etales; Strepto 


ref |NR_025488.1 


; Micrococcaceae 
ref|NR_025452.1 

1832458 183383 
riales; Bifidoba 


ref |NR_025442.1 
1847763 184924 
es; Actinomy 


ref|NR_025438.1 
1852181 185367 
etales; Stre 


ref|NR_025436.1 
1855266 185659 
Corynebact 


v 


62 gi| 219878295 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 


seudonocardiaceae; 


Rheinheimera baltica 


baltica Bacteria; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


ref|NR_025434.1 


Corynebacterium 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


144836 Bacteria_16S 


144836 Bacteria_16S 


Arthrobacter. 
144836 Bacteria_16S 


Pseudonocardiaceae; 
144836 Bacteria_16S 


Saccharomonospora. 


1866230 1866281 11 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
1873830 1873881 11 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 18749 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


1886213 1886264 11 me 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 18874 


halophila Bacteria; Actinobacteria; Act 


1925470 1925521 11 


62 gi|2 


62 gi|2 


62 


gi|2 


62 gi 


219878244 


19878290|ref 
1865935 1 


19878285|ref 


Actinomycetales; 


19878274|ref 


inobacteridae; Actinomycetales; 


ref 


neae; 


NR_025429.1 
867442 Asano 


NR_025424.1 


NR_025413.1 


NR_025383.1 


a 
Micromonosporaceae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
Asanoa. 
Arthrobacter 


36 Arthrobacter 
Micrococcineae; Micrococcaceae; 


Saccharomonospora 


21 Saccharomonospora 
Pseudonocardineae; 


Amycolatopsis 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 


albidoflavus Bacteria; Actinobacteria; 
Pseudonocardiaceae; Amycolatopsis. 
144836 Bacteria_16S 
paucivorans strain CF 62 16S ribosomal 
Brevibacteriaceae; Brevibacterium. 
144836 Bacteria_16S 
foliorum strain P 333/02 
foliorum Bacteria; 
Microbacterium. 
144836 Bacteria_16S 
spinosispora strain LM 141 
spinosispora Bacteria; Actinobacteria; 
Pseudonocardiaceae; Pseudonocardia. 
144836 Bacteria_16S 


16S ribosomal 


urogenitalis Bacteria; Actinobacteria; 
Actinomycetaceae; Actinomyces. 

144836 Bacteria_16S 
strain CF-43 16S 


1937638 1937689 11 


1948353 1948404 11 


1949897 1949964 11 


1954385 1954436 11 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 


1958909 1958960 11 
ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


Actinobacteridae; 


62 gi 


62 gi 


77 gi 
Actinobacteridae; 


62 gi 


Actinobacteridae; 


62 
sequence 


gi 


219878236 
RNA, partial sequence 


paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 


219878229 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878228 
16S ribosomal RNA, partial sequence 


219878225 


219878222 
1958616 19601 


ref 


ref 


ref 


ref 


ref 


occineae; 


Actinomycetales; 


etales; 


1948071 194955 
Micrococcineae; Microbacteriaceae; 


1949601 195111 


Actinomycetales; Pseudonocardineae; 


sequence 1954098 195552 
Actinomycetales; 


16 Arthrobacter 


144836 Bacteria_16S 


haemolyticum strain CIP 103370 16S ribo 
20595 Bacteria; Actino 
Arcanobacterium. 


haemolyticum DSM 
Actinomycetaceae; 
144836 Bacteria_16S 
strain CCUG 35957 


144836 Bacteria_16S 


simulans strain UCL553 16S ribosomal RN. 
Bacteria; Actinobacteria; Actinobacteri 


Corynebacterium. 
144836 Bacteria_16S 


somaliensis strain DSM 40738 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
144836 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
144836 Bacteria_16S 


propionicum strain DSM 43307 


16S ribosomal RNA, pa 
Actinobacteria; Actinobacteridae; Actin 


strain B19 
Bacteria; Actinobacte 
Streptomyces. 


1980188 1980239 11 


2035037 2035088 11 


2036563 2036614 11 


2056709 2056760 11 


2058248 


2058299 11 


2076532 2076583 11 


62 


62 


62 


62 


62 


62 


gi 


somal RNA, partial 
bacteria; Actinobacteridae; 


gi 


rtial sequence 
omycetales; Micrococcineae; 
219878170 
2036284 2037751 Coryne 
Corynebacterineae; 


gi 


A, partial sequence 
dae; Actinomycetales; 


gi 


gi 


gi 


propionicum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 


144836 Bacteria_16S 
granulosum strain 


144836 Bacteria_16S 
avidum strain DSM 


Propionibacterium. 
144836 Bacteria_16S 
aquiterrae strain 


Nocardioides. 
144836 Bacteria_16S 


4901 16S ribosomal RN. 
Bacteria; Actinobacteria; Actinobacteri 


GW-9 16S ribosomal RN. 
Bacteria; Actinobacteria; Actinobacteri 


2078091 2078142 11 


2081203 2081254 11 


2099416 2099467 11 


2138890 2138941 11 


62 


62 


62 


62 


gi 


DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Ac 
Propionibacteriaceae; Propionibacterium. 


tinobacteridae; 


gi 


A, partial sequence 
dae; Actinomycetales; 


gi 


gi 


2198 


A, partial sequence 
dae; Actinomycetales; 


sequenc 


219878171 
2034753 2036233 Rothia 
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Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
144836 Bacteria_16S 2454600 2454651 11 62 gi| 219857415 |ref|NR_025003.1 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 245573 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; M 
Micrococcaceae; Arthrobacter. 

144836 Bacteria_16S 2609105 2609156 11 62 gi|219857259|ref|NR_024890.1 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 261032 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Pseudonocardiaceae; Amycolatopsis. 

144836 Bacteria_16S 2610674 2610725 11 62 gi|219857258|ref|NR_024889.1 
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Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
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2 Amycolatopsis 


cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
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144836 Bacteria_16S 2805027 2805078 11 62 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

144836 Bacteria_16S 2806549 2806600 11 62 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

144836 Bacteria_16S 2808071 2808122 11 62 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

144836 Bacteria_16S 2814046 2814097 11 62 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
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144836 Bacteria_16S 3102861 3102912 11 62 gi| 219846853 |ref|NR_026445.1 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 310404 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Verrucosispora. 

144836 Bacteria_16S 3114892 3114943 11 62 gi| 219846845 |ref|NR_026437.1 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 311608 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

144836 Bacteria_16S 3119492 3119543 11 62 gi|219846842|ref|NR_026434.1 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 312059 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

144836 Bacteria_16S 3149440 3149502 1 62 gi|219846822|ref|NR_026414.1 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 315062 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatia 
144836 Bacteria_16S 3175391 3175442 11 62 gi|219846804|ref|NR_026396.1 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 317658 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Corynebacteriaceae; Corynebacterium. 
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NR_026525.1 
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Microbacteriaceae; Mycetocola. 
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Zimmermannella bifida 
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Leucobacter albus 
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0 Streptomyces 


Streptomyces 
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144836 Bacteria_16S 3396968 3397019 11 
strain DSM 43852 16S ribosomal RNA, par 
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144836 Bacteria_16S 3401553 3401604 11 
strain DSM 20119 16S ribosomal RNA, par 
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ales; Micromonosporineae; Micromonosporaceae; 
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Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 
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eae; Brevibacterium. 
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51 Oerskovia enterophila Bacteria; 
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eae; Oerskovia. 
Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
144836 Bacteria_16S 3404623 3404674 11 62 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

144836 Bacteria_16S 3434260 3434311 11 62 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

144836 Bacteria_16S 3435690 3435741 11 62 gi|219846619|ref|NR_026211.1| Corynebacterium auris 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

144836 Bacteria_16S 3452433 3452484 11 62 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
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Actinobacteria; Actinobacteridae; Actin 
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strain DSM 20032 16S ribosomal RNA, par 
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Micrococcaceae; Arthrobacter. 
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nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 346121 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Arthrobacter. 
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NR_026176.1 
02 Actinotalea fermentans Bacteria; 
Cellulomonadac 
NR_026172.1 
3493260 349458 
Pseudonoc 


NR_026166.1 
72 Brevibacterium linens Bacteria; 
Brevibacteriac 
NR_026165.1 
04 Agromyces ramosus Bacteria; 
Microbacteriac 
NR_026164.1 
22 Microbacterium barkeri Bacteria; 
Microbacteriac 


NR_026161.1 
3509716 351118 
Micrococci 


NR_026120.1 
03 Turicella otitidis Bacteria; 


NR_026071.1 
363910 
Actinomycetales 


NR_026061.1 


Desul 


NR_026018.1 
Micro 
NR_026005.1 
Streptosp 
NR_025943.1 
Halot 
NR_025872.1 
sequence 3917267 39187 


Actinomycetales; 


NR_025866.1 


NR_025777.1 


5 


5 


7 


0 


3 


2 


Actinomyces howellii 


omyces howellii Bacteria; 
eae; Actinomyces. 


Streptomyces 
6 Streptomyces 


mycineae; 


Actinotalea fermentans 


eae; Actinotalea. 
Thermocrispum 

8 Thermocrispum 

ardineae; 


Brevibacterium linens 


eae; Brevibacterium. 
Agromyces ramosus 


eae; Agromyces. 
Microbacterium barkeri 


eae; Microbacterium. 
Microbacterium 
1 Microbacterium 


ineae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Turicella otitidis 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Actinocorallia 
2 Actinocorallia 
orangineae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Spirilliplanes 
6 Spirilliplanes 


Micromonosporineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Nocardioides aestuarii 


4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 


144836 Bacteria_16S 


strain JC1078 16S 
Actinobacteria; A 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


144836 Bacteria_16S 


permense strain V. 
permense Bacteria 
Brevibacterium. 


144836 Bacteria_16S 


strain W4937 16S 
Actinobacteria; A 


144836 Bacteria_16S 


strain KMM 3637 1 
Actinobacteria; A 


144836 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


144836 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


144836 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


4053730 4053781 11 
ribosomal RNA, partia 


4058267 4058318 11 


cteria; Actinobacteria; 


4207384 4207451 20 


Bacteria; 
ella. 


Firmicutes; 


39483 39565 5 
F-2 16S ribosomal RNA, 
tes; Bacillales; 
50184 50270 1 
All 16S ribosomal RNA, 
60903 


60964 1 


62 


1 sequence 
ctinobacteridae; Actinomycetales; Microc 
144836 Bacteria_16S 
rain YIM 70010 16S ribosomal RNA, part 


62 


Actinobacteridae; 


85 


85 


complete sequence 
Staphylococcus. 


85 


complete sequence 
acteria; Deltaproteobacteria; Desulfovibrionales; 
144836 Bacteria_16S 


62 


strain Y6 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


strain R-10 16S r 
Bacteroidetes; 


strain Ben 16S ri 
Tenericutes; Moll 


saccharolyticus s 
saccharolyticus B 


144836 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


144836 Bacteria_16S 


nepalensis strain 
Bacteria; 


strain CK74 16S r 
Firmicutes; Clost 


strain PIPN-2 16S 


Tenericutes; Moll 


beijiangensis Bac 
Streptomycetaceae 


144836 Bacteria_16S 


strain LSv21 16S 
Proteobacteria; 


strain BARC318 16 
Tenericutes; Moll 


Sphingobacteria; 
144836 Bacteria_16S 


icutes; 
144836 Bacteria_16S 


Firmicutes; 
144836 Bacteria_16S 


icutes; 
144836 Bacteria_16S 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinom 


S ribosomal RNA, 
icutes; 


132264 132342 9 
ibosomal RNA, complete 


277102 277151 9 


312031 312113 5 


acteria; Firmicutes; 


440246 440300 5 


524382 524440 5 


541143 541225 5 


Bacillales; 
683573 683655 5 


Clostridiales; 
736671 736725 5 
ribosomal RNA, partial 
Entomoplasmatal 
786232 786302 17 


; Streptomyces. 
921987 922073 1 


981914 981968 5 


144836 Bacteria_16S 


succinus subsp. 


1018693 1018775 5 


Entomoplasmatales; 


85 
sequence 


59 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
144836 Bacteria_16S 


85 


59 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


62 


85 


85 


ibosomal RNA, partial sequence 
ridia; 
144836 Bacteria_16S 


59 
sequence 
es; 
85 


85 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
144836 Bacteria_16S 


59 


85 


gi 
40 


gi 


Actinomycetales; Micrococcineae; Microc 
144836 Bacteria_16S 


gi 


strain 41 16S ribosomal RNA, partial 
Clostridia; 


gi 


gi 


gi 


60630 
ammaproteobacteria; Xanthomonadales; X 
144836 Bacteria_16S 


gi 


131953 13349 
Sphingobacteriales; Rhodothermace 


gi 


276812 27827 


gi 


train S 1 16S ribosomal RNA, partial s 


Bacillales; Staphylococcus. 


gi 


439970 44147 
Entomoplasmataceae; Mesoplasma. 


gi 


$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


CW1l 16S ribosomal RNA, partial sequence 
Staphylococcus. 


gi 


683287 68472 
Clostridiaceae; 


gi 


736380 73789 
Entomoplasmataceae; 


gi 


gi 


921679 92319 


gi 


complete sequence 981620 98314 
Entomoplasmataceae; 


gi 


succinus strain AMG-D1 16S ribosomal RNA, 


Staphylococcus succinus subsp. succinus Bacteria; 


Clo 


219846184 
53509 40549 
occin 
219846181 
ia 
Act 


219846070 
sequence 
stridiales 


265679037 
39179 


265679030 
49907 


265679023 
62129 


265678974 
265678875 
265678852 
equence 

265678761 
265678702 
e 52414 
ales; Cory 


265678691 
54086 


265678593 


Clostridiu 
265678556 


E 
265678521 


265678430 


Desulfoba 
265678389 


E 
265678365 


eae; 


1 sequence 4057969 40594 
inomycetales; 


occaceae; 


ref|NR_025774.1 
29 Serinicoccus 
Intrasporangi 
NR_025771.1 
4 


ref 


Kocuria. 
ref|NR_025660.1 

4207086 420854 
; Clostridiales 


ref|NR_029345.1 
40723 Staphy 


ref |NR_029338.1 

51436 Desulf 
; Desulfovibrion 
ref |NR_029331.1 


Xanthomon 
ref|NR_029282.1 
5 Rhodothermus 
ae; Rhodothermu 
ref|NR_029181.1 


ref 
3 


NR_029158.1 
11738 313264 


ref|NR_029066.1 


ref |NR_029007.1 
6 525550 Coryne 
nebacterineae; C 


ref|NR_028996.1 
2 542331 Staphy 
ref |NR_028898.1 
m. 
ref|NR_028860.1 
7 Entomoplasma 
ntomoplasma. 
ref|NR_028825.1 
785920 787418 
ycetales; Strept 


ref|NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 


complet 


Firmicutes; 


Serinicoccus marinus 


marinus Bacteria; 
aceae; 


Serinicoccus. 
Citricoccus 
8 Citricoccus 


Micrococcineae; 


itricoccus. 

4112702 4112753 11 62 gi|219846142|ref|NR_025732.1| Brevibacterium 
KM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 

4115609 4115660 11 62 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

4120255 4120306 11 62 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
6S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 

4124873 4124924 11 62 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
somal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Staphylococcus 
lococcus condimenti 


Desulfovibrio 

ovibrio alaskensis 
aceae; Desulfovibrio. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 
anthomonadaceae; 


as. 
Rhodothermus marinus 


marinus Bacteria; 
Ss. 


Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Staphylococcus 
Staphylococcus 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


Staphylococcus 
lococcus nepalensis 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Streptomyces 
Streptomyces 
omycineae; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Entomoplasma freundtii 


freundtii Bacteria; 


ref |NR_028667.1 
e sequence 
Bacillales; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 


144836 Bacteria_16S 


AT 
AT 


serovar 3 str. 
serovar 3 str. 


144836 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


144836 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


144836 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


144836 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


144836 Bacteria_16S 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
144836 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


144836 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


144836 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


144836 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


144836 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


144836 Bacteria_16S 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


144836 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 
144836 
subsp. 
subsp. 
144836 
strain R-13291 16 
Proteobacteria; G 


sciuri str 
sciuri Bac 


144836 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


144836 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


144836 Bacteria_16S 
16S ribosomal RNA, partial sequence 1945009 19464 


strain LMG 17489 
Firmicutes; Bacil 


144836 Bacteria_16S 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
144836 Bacteria_16S 


strain CK58 16S r 


Bacteria_16S 


Bacteria_16S 


1121732 1121782 9 59 gi 
CC 27815 16S ribosomal RNA, partial se 
CC 27815 Bacteria; Tenericutes; Mollic 
1159443 11595255 85 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1262117 12621995 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1278585 1278639 5 59 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1281536 12815905 59 
ribosomal RNA, partial sequence 


v 


gi 


228715451 
quence 
utes; 

228721485 


ales; 
219846093 
1278319 12798 
Entomoplasmataceae; M 
219846087 
1281261 12827 


11591 


Peptococ 
219846681 


12618 


Myco 


Cory 


ref|NR_027532.1 

1121455 112289 
plasmataceae; Ur 
ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_026273.1 
51 1263306 Dietzi 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 

Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Dietzia natronolimnaea 
a natronolimnaea 
nebacterineae; Dietziaceae; Dietzia. 
ref|NR_025683.1| Mesoplasma corruscae 
03 Mesoplasma corruscae Bacteria; 
esoplasma. 
ref|NR_025677.1 
49 Entomoplasma 


Entomoplasma somnilux 
somnilux Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
1318062 13181445 85 gi| 228715349 |ref|NR_027521.1| Staphylococcus 
coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 


in X14 16S ribosomal RNA, partial sequen 


tes; Clostridia; Clostridiales; Clostr 
1463706 1463788 5 85 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1478858 1478940 5 85 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1653001 1653059 1 59 gi 
S ribosomal RNA, partial sequence 


gi 
mi 


et 
oc 


lales; Bacillaceae; Bacillus. 

1951457 1951531 13 85 gi 
16S ribosomal RNA, partial sequence 
no 
1972385 1972467 5 85 


ibosomal RNA, partial sequence 


gi 


acteria; Alphaproteobacteria; Rhizobiales; Brady 
1447240 1447322 5 85 gi| 224581422 
P9a-h 16S ribosomal RNA, partial sequence 14469 


idiales Fa 


224581410 
1463419 14648 


219878381 


219878439 
1652728 16542 


219878227 


219878213 
1972100 19735 


ce 13648 


ly XIII. 


e sequen 
occus. 


19511 
mycineae 


Staphylococcus. 


1319604 1319686 5 85 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
s strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
ealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1321146 13212285 85 gi| 228715346 |ref|NR_027518.1| Staphylococcus 
arnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
arnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1328734 1328820 1 85 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
5 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
tes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

1347200 1347278 1 78 gi|228720860|ref|NR_027598.1| Syntrophobacter 
in MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 

Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
eae; Syntrophobacter. 
1365123 1365181 1 62 gi|228719040|ref|NR_027578.1| Nitrobacter 


67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027203.1 
32 1448409 Mogiba 
mily XIII. Incer 


acter hamburgensis X14 
trobacter. 
Mogibacterium 
cterium neglectum 

tae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Staphylococcus sciuri 
0 Staphylococcus sciuri 


ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis 
ref|NR_025520.1 
ce 1478573 148010 


v 


ref|NR_025578.1| Thermomonas brevis 
24 Thermomonas brevis Bacteria; 


ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 
1735414 1735488 13 85 gi| 219878384 |ref|NR_025523.1]| Actinomyces 
ain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 
1849572 1849630 1 59 gi|219878302|ref|NR_025441.1| Thermomonas 
n A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
ria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
1945293 1945366 5 77 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


ref|NR_025366.1 
63 1952590 Actino 


Actinomyces canis 
myces canis Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_025352.1| Clostridium akagii 
91 Clostridium akagii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 2287714 2287768 5 59 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
strain L1 16S ribosomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

144836 Bacteria_16S 2472703 2472780 1 i gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

144836 Bacteria_16S 2739090 2739176 1 85 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 


Bacteria; 


Firmicutes; 


Clostridia; Thermoanaerobacterales; 


Thermod 


esulfobiaceae; Thermodesulfobium. 


144836 Bacteria_16S 2782445 2782503 1 59 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

144836 Bacteria_16S 2845975 2846057 5 85 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

144836 Bacteria_16S 2907499 2907581 5 85 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

144836 Bacteria_16S 2909045 29091275 85 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

144836 Bacteria_16S 2910589 29106715 85 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

144836 Bacteria_16S 2912131 29122135 85 gi| 219856848 |ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

144836 Bacteria_16S 2913675 2913757 5 85 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

144836 Bacteria_16S 2915218 2915300 5 85 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

144836 Bacteria_16S 2916760 2916842 5 85 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

144836 Bacteria_16S 3378875 3378957 5 85 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

144836 Bacteria_16S 3406150 3406200 12 62 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

144836 Bacteria_16S 3407684 3407762 1 78 gi|219846640|ref|NR_026232.1| Syntrophobacter 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

144836 Bacteria_16S 3478322 3478396 13 85 gi|219846590|ref|NR_026182.1| Actinomyces georgiae 
strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 3479443 Actinomyces georgiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

144836 Bacteria_16S 3686627 3686681 5 59 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 
strain GIH 16S ribosomal RNA, partial sequence 3686364 3687830 Mycoplasma yeatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

144836 Bacteria_16S 3688144 3688198 5 59 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 


strain VIS 16S ri 
Tenericutes; Moll 


144836 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


144836 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


144836 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


144836 Bacteria_16S 


parapertussis str 
parapertussis Bac 


144836 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


144836 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


144836 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


144836 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


3687881 36893 


3700155 3700205 9 59 gi|219846436|ref|NR_026027.1 
ibosomal RNA, partial sequence 3699882 37013 
icutes; Mycoplasmataceae; Ureaplasma. 
3774725 3774779 5 59 gi|219846380|ref|NR_025971.1 
in KS-1 16S ribosomal RNA, partial sequence 3774462 377592 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3803447 3803500 9 62 gi|219846360|ref|NR_025951.1 
ribosomal RNA, partial sequence 3803146 38046 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
3804961 3805014 9 62 gi|219846359|ref|NR_025950.1 
ain 522 16S ribosomal RNA, partial sequence 3804660 380612 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
3806475 3806528 9 62 gi| 219846358 |ref|NR_025949.1 
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144836 Bacteria_16S 3910314 3910364 9 59 gi| 219846287 |ref|NR_025877.1| Ureaplasma 
canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 3910020 3911499 Ureaplasma 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

144836 Bacteria_16S 4079524 4079578 5 59 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

144836 Bacteria_16S 4118681 41187355 59 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

144836 Bacteria_16S 4135465 4135519 5 59 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
144836 Bacteria_16S 4137030 4137084 5 59 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

144836 Bacteria_16S 4138595 4138649 5 59 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
144836 Bacteria_16S 4140162 41402165 59 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

144836 Bacteria_16S 4141727 41417815 59 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

144836 Bacteria_16S 4143292 41433465 59 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

144836 Bacteria_16S 4144858 4144912 5 59 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
144836 Bacteria_16S 4149555 4149609 5 59 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

144836 Bacteria_16S 4151110 41511645 59 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

144836 Bacteria_16S 4152538 4152592 5 59 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

144836 Bacteria_16S 4154104 41541585 59 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

144836 Bacteria_16S 4155669 4155723 5 59 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

144836 Bacteria_16S 4157234 4157288 5 59 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
144836 Bacteria_16S 4158801 4158855 5 59 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

144836 Bacteria_16S 4160366 41604205 59 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
144836 Bacteria_16S 4163396 41634505 59 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

144836 Bacteria_16S 4174077 41741315 59 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
144836 Bacteria_16S 4180230 4180284 5 59 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

144836 Bacteria_16S 4184733 41847875 59 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

144836 Bacteria_16S 78788 78849 1 62 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

144836 Bacteria_16S 90803 90860 5 62 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 


Firmicutes; Clost 


ridia; Halanaerobiales; 


Halobacteroidaceae; Natroniella. 


144836 Bacteria_16S 97101 97178 1 77 gi| 265678998 |ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

144836 Bacteria_16S 126216 126265 13 62 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
144836 Bacteria_16S 289126 289175 13 62 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

144836 Bacteria_16S 384628 384689 1 62 gi| 265678798 |ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

144836 Bacteria_16S 407733 407802 9 77 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

144836 Bacteria_16S 457184 457245 1 62 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

144836 Bacteria_16S 458636 458697 1 62 gi| 265678745 |ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

144836 Bacteria_16S 470733 470794 1 62 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

144836 Bacteria_16S 481457 481518 1 62 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

144836 Bacteria_16S 545736 545797 1 62 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

144836 Bacteria_16S 554926 554987 1 62 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

144836 Bacteria_16S 556468 556529 1 62 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

144836 Bacteria_16S 558012 558073 1 62 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

144836 Bacteria_16S 595715 595764 13 62 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
144836 Bacteria_16S 639813 639874 1 62 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

144836 Bacteria_16S 662406 662467 1 62 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

144836 Bacteria_16S 671582 671643 1 62 gi|265678601|ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
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1053853 1053930 1 77 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1088395 1088456 1 62 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1118599 1118660 1 62 gi 


265678385 


987916 98944 


Enterobac 
265678384 


989496 99101 


Enterobac 
265678383 


6S ribosomal RNA, partial sequence 991068 99256 


Enterobac 
265678375 
10033 
Enterobac 
265678341 
uence 
teria; 


265678317 
ence 10881 
nadales; P 
228716249 


ATCC 35469 16S ribosomal RNA, partial sequence 1118333 11198 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
144836 Bacteria_16S 1151911 11519721 62 gi| 253680755 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 11530 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromona 
144836 Bacteria_16S 1180742 1180827 1 84 gi| 228717635 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 11819 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivall 
144836 Bacteria_16S 1185173 1185234 1 62 gi| 228716090 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
144836 Bacteria_16S 1186684 1186745 1 62 gi|228716058 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
144836 Bacteria_16S 1188195 1188256 1 62 gi|228716012 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
144836 Bacteria_16S 1189706 1189767 1 62 gi| 228715942 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 


Bacteria; Proteob 


144836 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


144836 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


144836 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


144836 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


144836 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


144836 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


144836 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


144836 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


144836 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


144836 Bacteria_16S 


9187 strain TA 4r 


16S ribosomal RNA, complete sequence 


Campylo 


ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
NR_028643.1 
1053566 105500 
bacterales; 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027549.1 


Enterobacteriac 
ref|NR_028003.1 
67 Psychromonas 
daceae; Psychrom 
ref|NR_027565.1 


is. 
ref 


NR_027546.1 


erobacteriac 
NR_027545.1 


Ent 
ref 


erobacteriac 
NR_027544.1 


Ent 
ref 


erobacteriac 
NR_027543.1 


Ent 
ref 


erobacteriac 
NR_025420.1 


Ent 
ref 


acea 
ref 


e; Cellvibri 
NR_025419.1 


aceae; Cellvibri 
ref|NR_027520.1 
1293463 129495 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


, 


ref |NR_027230.1 


acea 
ref 


e; Pseudomon 
NR_027217.1 


Phocoenobac 
NR_027215.1 


eae; 
ref 


ref |NR_027189.1 


ref|NR_026283.1 


acteria; Gammaproteobacteria; Enterobacteriales; 

1227498 1227559 1 62 gi| 219878281 
ribosomal RNA, partial sequence 1227244 12287 
ammaproteobacteria; Pseudomonadales; Pseudomonad 

1229034 12290951 62 gi| 219878280 

ribosomal RNA, partial sequence 1228770 12302 
ammaproteobacteria; Pseudomonadales; Pseudomonad 

1293767 12938405 77 gi| 228715348 
rain PA 231 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Bacillales; Staphylococcus. 

1356272 1356329 5 62 gi|228720131 
ain 743B 16S ribosomal RNA, partial sequence 
B Bacteria; Firmicutes; Clostridia; Clostridiale 

1389427 1389504 1 77 gi| 228716586 
ain HD 100 16S ribosomal RNA, partial sequence 
00 Bacteria; Proteobacteria; Deltaproteobacteria 

1414819 1414880 1 62 gi| 224581448 
6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; Pseudomonad 

1430247 1430308 1 62 gi| 224581435 
16S ribosomal RNA, partial sequence 1429972 14314 
ammaproteobacteria; Pasteurellales; Pasteurellac 

1433337 14334105 77 gi| 224581433 
ribosomal RNA, partial sequence 1433051 14345 
lales; Staphylococcus. 

1466709 1466754 13 58 gi| 224581408 
ibosomal RNA, partial sequence 1466484 14678 
rochaetales; Spirochaetaceae; Treponema. 

1495491 1495552 1 62 gi| 219846691 


Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Psychromonas kaikoae 


kaikoae Bacteria; 


onas. 
Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


Oo. 
Staphylococcus equorum 
6 Staphylococcus equorum 


Clostridium 

9 Clostridium 

e; Clostridium. 
Bdellovibrio 

0 Bdellovibrio 

les; Bdellovibrionaceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Treponema putidum 


91 Treponema putidum Bacteria; 


Tolumonas auensis DSM 


1495267 1496682 Tolumonas auensis DSM 9187 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tolumonas. 


144836 Bacteria_16S 
strain 8025 16S r 
G 


Proteobacteria; 


Pseudomonas. 


144836 Bacteria_16S 
strain CMS 38 16S 
G 


Proteobacteria; 
Proteobacteria; 
strain Albert 199 


Proteobacteria; 


Proteobacteria; 


Cellvibrio. 


144836 Bacteria_16S 


strain CFBP 2341 
Proteobacteria; 


Proteobacteria; 


strain KMM 241 16 
Proteobacteria; 


Corynebacterium. 


144836 Bacteria_16S 
cardiffensis stra 
cardiffensis Bact 


Actinomycetaceae; 


144836 Bacteria_16S 
strain 2825 16S r 
G 
144836 Bacteria_16S 


Proteobacteria; 


strain LMG 21857 
Proteobacteria; 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


144836 Bacteria_16S 


strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
144836 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


144836 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; G 


144836 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


144836 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


144836 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


G 
144836 Bacteria_16S 
strain 888-76 16S 
G 
144836 Bacteria_16S 
ostraviensis stra 
ostraviensis Bact 


G 
144836 Bacteria_16S 
strain TOl1 16S ri 
G 
144836 Bacteria_16S 


G 


G 


1511941 1512010 9 77 
ibosomal RNA, partial sequence 


gi 


1640795 1640856 1 62 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; 


1642357 1642418 1 62 
ribosomal RNA, partial sequence 


gi 


1643918 1643979 1 62 
ribosomal RNA, partial sequence 


gi 


1666843 1666904 1 62 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671449 16715101 62 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1691114 16911751 62 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
1694237 1694298 1 62 gi 
ammaproteobacteria; Pseudomonadales; P 
1695781 1695842 1 62 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1700428 1700489 1 62 gi 
S ribosomal RNA, partial sequence 


1709586 1709643 5 62 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1738459 1738508 13 62 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1756862 1756923 1 62 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1869174 1869235 1 62 gi 


gi 


1901449 1901498 13 62 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1907151 1907200 13 62 gi 
16S ribosomal RNA, partial sequence 


1931653 1931702 13 62 gi 
in CCUG 36733 16S ribosomal RNA, parti 


Actinomyces. 

1961949 19620101 62 

ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
1975508 1975585 1 77 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
1978628 1978705 1 77 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
1988023 1988084 1 62 gi 


gi 


ammaproteobacteria; Enterobacteriales; 


144836 Bacteria_16S 


ammaproteobacteria; Pasteurellales; Pa 
144836 Bacteria_16S 
proteolytica stra 


proteolytica Bact Gammaproteobacte 


ammaproteobacteria; Pseudomonadales; P 
144836 Bacteria_16S 
strain CMS 35 16S 
Gammaproteobacteria; Pseudomonadales; P 


144836 Bacteria_16S 


ammaproteobacteria; Alteromonadales; Alt 
144836 Bacteria_16S 
atypicum strain R 
Bacteria; Actinob 


eria; Actinobacteria; Actinobacteridae; 


219878127 


1511717 15130 
eurellac 


st 
219878449 

equence 

ria; 


219878448 


1642082 16435 
udomonad 


se 
219878447 


1643643 16451 
udomonad 


se 
219878430 

16665 
E 

219878427 


1671187 16725 
nterobac 


E 
219878413 
1 
ria; 


219878411 


16S ribosomal RNA, partial sequence 1693968 16954 
udomonad 


se 
219878410 


1695512 16970 
udomonad 


se 
219878407 


1700153 17016 
eromonad 


219878401 
ce 17093 
ales; 
219878382 
al sequenc 


v 


219878367 


1756574 17580 
sychromona 


219878288 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alteromonad 
144836 Bacteria_16S 


219878262 
ial sequen 
e; 


219878258 
19068 
no 
219878240 
al sequenc 


v 


219878220 


1961654 19631 


steurellac 
219878211 
ce 19752 
acterales; 
219878209 
19783 
acterales; 
219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 


1989571 1989632 1 62 gi 


219878202 


Pseud 


nterobac 


sequence 
Pseud 


Cory 


Actinomy 


Actinomycet 


mycineae; 


Actinomy 


ref|NR_025266.1| Histophilus somni 

77 Histophilus somni Bacteria; 

eae; Histophilus 

ref|NR_025588.1 
1640520 164203 

omonadales; Pseu 


Pseudomonas 
1 Pseudomonas 
domonadaceae; 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
aceae; Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025569.1| Escherichia albertii 
70 1668063 Escherichia albertii Bacteria; 
teriaceae; Escherichia. 

ref|NR_025566.1| Enterobacter cowanii 
48 Enterobacter cowanii Bacteria; 
teriaceae; Enterobacter. 

ref|NR_025552.1| Cellvibrio 

1690867 1692335 Cellvibrio 

omonadales; Pseudomonadaceae; 


ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 
05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025546.1| Glaciecola mesophila 
51 Glaciecola mesophila Bacteria; 
aceae; Glaciecola. 

ref|NR_025540.1| Corynebacterium 

12 1710793 Corynebacterium atypicum 
nebacterineae; Corynebacteriaceae; 


ref|NR_025521.1 
e 1738160 173968 
ceta 


Actinomyces 
1 Actinomyces 
les; Actinomycineae; 


ref|NR_025506.1| Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
daceae; Psychromonas. 

ref|NR_025427.1| Glaciecola polaris 

93 Glaciecola polaris Bacteria; 

aceae; Glaciecola. 

ref|NR_025401.1| Actinomyces 

ce 1901160 1902575 Actinomyces 

ales; Actinomycineae; 


ref|NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025379.1| Actinomyces 
e 1931360 1932760 Actinomyces 
cetales; Actinomycineae; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 


ref|NR_025359.1| Pasteurella skyensis 
86 Pasteurella skyensis Bacteria; 

eae; Pasteurella 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025348.1 
26 1979852 Desulf 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Desulfobacterium 
obacterium anilini 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1]| Serratia 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serratia. 


144836 Bacteria_ 
strain DSM 30063 
Proteobacteria; 

144836 Bacteria_ 


strain DSM 4576 1 
G 
144836 Bacteria_1 


Proteobacteria; 


strain DSM 12358 
Proteobacteria; 


strain DSM 4594 1 
Proteobacteria; 


proteus strain 42 
Bacteria; 


strain $3/2-161 1 
Proteobacteria; 


strain S1/1-984 1 
Proteobacteria; 


Buttiauxella. 


144836 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; 


Enterobacteriales 


144836 Bacteria_16S 
illinoisensis str 


illinoisensis Bac 
Alkanindiges. 


144836 Bacteria_16S 
DSM 4568 16S ribo 
Gammaproteobacter 
144836 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


144836 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; 


strain NCIMB 8634 
Proteobacteria; 


strain NCIMB 8633 
Proteobacteria; 


extremorientalis 
extremorientalis 
Pseudomonas. 


144836 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


144836 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; G 


144836 Bacteria_16S 


NCTC 5923 16S rib 
Proteobacteria; G 


144836 Bacteria_16S 


strain ATCC 33638 


G 


G 
144836 Bacteria_1 


G 
144836 Bacteria_1 


Proteob 
144836 Bacteria_1 


G 
144836 Bacteria_1 


G 
144836 Bacteria_1 
ferragutiae strai 
ferragutiae Bacte 


G 
144836 Bacteria_16S 
carotovorum subsp 

Pectobacterium carotovorum subsp. odoriferum Bacteria; 


G 
144836 Bacteria_16S 


G 
144836 Bacteria_16S 


G 
144836 Bacteria_16S 


G 
144836 Bacteria_16S 


16S 1991119 1991180 1 62 gi 
ammaproteobacteria; Enterobacteriales; 


16S 1992662 1992723 1 62 gi 


ammaproteobacteria; Enterobacteriales; 
6S 1994210 19942711 62 gi 


ammaproteobacteria; Enterobacteriales; 
6S 1995745 1995806 1 62 gi 


ammaproteobacteria; Enterobacteriales; 
6S 2000363 2000424 1 62 gi 
16S ribosomal RNA, partial sequence 

6S 2004976 2005037 1 62 gi 
ammaproteobacteria; Enterobacteriales; 
6S 2006522 2006583 1 62 gi 


ammaproteobacteria; Enterobacteriales; 
6S 2008066 2008127 1 62 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
2009625 2009686 1 


62 gi 


ammaproteobacteria; Enterobacteriales; 
2027497 2027558 1 62 gi 
odoriferum strain LMG 17566 16S ribo 


: Pectobacterium. 
62 gi 
16S ribosomal RNA, compl 


Proteobacteria; Gammaproteobact 


Enterobacteriaceae; 
2106998 2107059 1 
ain MVAB Hexl 
teria; 
2120700 2120761 1 62 gi 
somal R 
ia; Enterobacteriales; 
2143331 2143392 1 
S ribos 
ammapro 


Enterobacteriac 

62 gi 
omal RNA, partial sequence 
teobacteria; Pseudomonadales; P 
2144836 2144897 1 62 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2146341 2146402 1 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2170643 2170704 1 62 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2172184 2172245 1 62 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2219067 2219128 1 62 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


62 gi 


2234223 2234284 1 62 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2238807 2238868 1 62 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2240318 2240379 1 62 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241829 2241890 1 62 gi 
16S ribosomal RNA, partial sequence 


gi 


acteria; Gammaproteobacteria; Enteroba 


E 


E 


16S ribosomal RNA, partial sequence 1993927 19 


E 


6S ribosomal RNA, partial sequence 1995493 19 


E 


ct 


6S ribosomal RNA, partial sequence 2004699 20 


E 


6S ribosomal RNA, partial sequence 2006247 20 


E 


se 
ia 


6S ribosomal RNA, partial sequence 2009346 20 


E 


so 


et 
er 


ea 


se 


eq 


se 


se 


se 


hope 


ac 


s 
ia 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 


219878200 


6S ribosomal RNA, partial sequence 1992387 19938 


219878199 


219878198 


219878195 


219878192 


219878191 


219878190 


219878189 


219878177 


219878115 


219857654 
NA, partial sequence 2120505 2121907 Cedec 


219857639 
2143068 21445 


219857638 
ia; 
219857637 
2146078 21475 
219857621 


219857620 


219857586 


219857576 


ref |NR_025340.1 


teri 
ref 


nterobac aceae; Serr 


NR_025339.1 


teri 
ref 


nterobac aceae; Serr 
NR_025338.1 
954 
bacteri 


ref 


ntero aceae; Serr 
NR_025337.1 
969 
nterobacteriaceae; Rahne 
ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 

2007792 200929 
bacteriales; Ent 


20 
erial 


000 


es; 


061 


nterobac 


077 
nterobac 
quenc 
Ent 


e 
ero 


, 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref |NR_025316.1 
partial sequenc 


108 


nterobac 


mal RNA, 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


e sequen 
ia; Pseu 


ref 
ead 
ea. 

ref 


NR_025243.1 
avisae Bacte 
e; Cedec 
NR_025228.1 
udomonadaceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 


monadales; Pseud 


uence 
; Pseudo 


ref |NR_025226.1 


udomonadaceae; Pseudomon 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025174.1 
nce 221879 
seudomonadales; 


21703 
udomonad 


21719 
udomonad 


al seque 
teria; P 


ref|NR_025164.1 
2233956 223544 
monadales; Pseud 


equence 
Pseudo: 


v 


E 


E 


219857573 
2238534 22399 


219857572 
2240045 22415 


219857571 


ref |NR_025161.1 


teri 
ref 


nterobac aceae; Yersi 


NR_025160.1 


nterobacteriaceae; Yersi 


Serratia grimesii 


36 Serratia grimesii Bacteria; 
a 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 
a 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 
a 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 

Cellvibrio fulvus 
brio fulvus Bacteria; 
O°. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Pseudomonas 

2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Yersinia rohdei strain 


94 Yersinia rohdei Bacteria; 


nia. 
Yersinia pestis strain 


05 Yersinia pestis Bacteria; 


nia. 


ref|NR_025159.1 
2241556 2243016 Yersin 


Yersinia kristensenii 
ia kristensenii 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


144836 Bacteria_ 
pseudotuberculosi 
pseudotuberculosi 


Yersinia. 


144836 Bacteria_ 


strain CFML 97-3 
Proteobacteria; 


144836 Bacteria_ 
strain CFML 97-51 
Proteob 


Bacteria; 


144836 Bacteria_ 


strain LMG S-192 


Bacteria; Actinob 


Corynebacterium. 


144836 Bacteria_ 


strain FI-13295 
Actinobacteria; 


144836 Bacteria_ 
gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 
144836 Bacteria_ 
peptidivorans str 
peptidivorans Bac 
144836 Bacteria_ 


strain ATCC 3353 
Bacteria; 


144836 Bacteria_ 


strain 2074-AUS- 
Proteobacteria; 


144836 Bacteria_ 


thivervalensis s 


thivervalensis Ba 


Pseudomonas. 


144836 Bacteria_ 


brassicacearum s 
brassicacearum B 
Pseudomonas. 


144836 Bacteria_ 


strain LSv514 16 
Proteobacteria; 


144836 Bacteria_ 


hyointestinalis 


Campylobacterale 


144836 Bacteria_ 


strain ATCC 4973 
Proteobacteria; 


144836 Bacteria_ 


strain A3.12 16S 
Proteobacteria; 


144836 Bacteria_ 


strain CIP 10546 
Bacteria; Proteo 
144836 Bact 
strain CIP 10547 
Proteobacteria; 

144836 Bact 
strain CIP 10525 
Proteobacteria; 

144836 Bact 
strain CIP 10527 
Proteobacteria; 


144836 Bacteria_ 


strain O 16S rib 
Actinobacteria; 


144836 Bacteria_ 


strain I 16S rib 
Actinobacteria; 


144836 Bacteria_ 


strain CFML 96-1 


Proteob 


eria_ 


eria_ 


eria_ 


16S 2243340 2243401 1 62 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; 


16S 
9 
G 
16S 


2321023 2321084 1 62 gi 
1 16S ribosomal RNA, partial sequence 


2322575 2322636 1 62 gi 
4 16S ribosomal RNA, partial sequence 


16S 
6 


2324072 2324121 13 62 gi 
4 16S ribosomal RNA, partial sequence 


16S 
1 
Actinobacteridae; Actinomycetales; Cory 
16S 2328489 2328540 11 62 gi 
n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 
; Microbacterium. 

16S 2434747 24348205 77 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
16S 2462023 2462084 1 62 gi 
1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
16S 2501193 2501254 1 62 gi 
E 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 
16S 2520949 2521010 1 62 gi 
train SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2327082 23271395 62 gi 


16S 
t 
a 


2522429 2522490 1 62 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


16S 2523955 2524032 1 77 

S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
16S 2525464 2525541 1 77 gi 
subsp. 


gi 


s; Campylobacteraceae; 
16S 2528500 2528561 1 


Campylobacter. 
62 gi 


Gammaproteobacteria; Pseudomonadales; P 
16S 2533064 25331411 VI gi 
ribosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; 
16S 2555254 2555315 1 62 gi 
9 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2556820 2556881 1 62 gi 
0 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2561446 2561507 1 62 gi 
9 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2570579 2570640 1 62 gi 
4 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2576862 2576930 11 77 gi 
fo) 
Actinobacteridae; Actinomycetales; Micr 
16S 2578291 2578359 11 77 gi 
fo) 
Actinobacteridae; Actinomycetales; Micr 
16S 2579700 2579761 1 62 gi 
98 16S ribosomal RNA, partial sequence 


Gammaprote 


ammaproteobacteria; Pseudomonadales; P 


acteria; Gammaproteobacteria; Pseudomo 


acteria; Actinobacteridae; Actinomycet 


6S ribosomal RNA, partial sequence 2326828 232 


2523668 25251 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 


16S ribosomal RNA, partial sequence 2528225 25296 


2532800 25342 


somal RNA, partial sequence 2576563 2577940 Cellu 
occineae; 


somal RNA, partial sequence 2577991 2579369 Cellu 


219857570 
partial s 
obacteria; 


219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857513 
23238 
ales; Cory 
219857511 
82 
nebacterin 
219857510 
al sequenc 
Actinomyc 


219857431 
quence 
diales; Cl 
219857408 
24617 
cteriales; 
219857381 
25009 
ionellacea 
219857363 
sequence 
teria; Pse 


219857362 
sequence 
teria; Pse 


219857361 


Desulfobu 
219857360 
RNA, pa 


219857358 


seudomonad 
219857355 


Bacteriov 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857283 


oc 
219857282 


ococcineae 


ref 
eque 
Ent 


NR_025158.1 
nce 224306 
erobacterial 


ref|NR_025103.1 
64 2322265 Pseud 
aceae; Pseudomo 
ref|NR_025102.1 
16 2323816 Pseud 
seudomonadaceae 
ref|NR_025101. 
67 2325209 Coryn 
nebacterineae; 


v 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref|NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref |NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref |NR_024948.1 
rtial sequence 


ref |NR_024946.1 
aceae; Pseudomon 
ref |NR_024943.1 
56 Peredibacter 
oracaceae; Pered 
ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref |NR_024913.1 
lomonas persica 
; Cellulomonadac 


219857281 


ref|NR_024912.1 


O: 
n 


fo} 


e 
c 


Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Microbacterium 
4 Microbacterium 
cineae; 


Clostridium 
3 Clostridium 
ostridium. 
Raoultella planticola 
ella planticola 
eae; Raoultella. 
Legionella waltersii 
ella waltersii Bacteria; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Peredibacter starrii 


starrii Bacteria; 


ibacter. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Pseudomonas cedrina 


2579420 2580935 Pseudomonas cedrina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


144836 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


144836 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


144836 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


144836 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


144836 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


144836 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


144836 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


144836 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


144836 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


144836 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


144836 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


144836 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


144836 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


144836 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


144836 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


144836 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


144836 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


144836 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


144836 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


144836 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


144836 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


144836 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


144836 Bacteria_16S 


2581266 2581327 1 62 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2582836 2582897 1 62 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584405 2584466 1 62 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2595243 2595304 1 62 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2596809 2596870 1 62 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2599799 2599860 1 62 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2601353 2601414 1 62 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2602907 2602968 1 62 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2618445 2618506 1 62 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2620001 2620062 1 62 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2635130 2635191 1 62 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2636694 2636755 1 62 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2656469 2656518 13 62 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 

Nocardioides. 

2762750 2762811 1 62 gi 
acteria; Gammaproteobacteria; Enteroba 
2764266 2764327 1 62 gi 


219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857268 
al sequenc 
ria; Paste 
219857267 


2601060 26025 


st 
2198572 


eurellac 
66 


2602614 26041 


steurellac 
219857253 


2618180 26196 
yclaceae; 


oc 
219857252 
26197 
Enterobac 
219857234 
26348 
cteriales; 
219857233 
26364 
Enterobac 
219857219 
sequence 
e; Actin 


1 
da 


219857142 


16S ribosomal RNA, partial sequence 2762542 27639 


cteriales; 
219857141 


2763991 27654 


ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


Mannheimia. 
NR_024897.1 


eae; 
ref 


eae; Mannheimia. 
ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024862.1 
42 2636362 Citro 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024847.1 

2656189 265766 
omycetales; Prop 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 
56 Edwardsiella 


Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Dechloromonas agitata 
agitata Bacteria; 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Nocardioides 
3 Nocardioides 
ionibacterineae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2765782 2765843 1 62 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2815527 2815588 1 62 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2841348 2841409 1 62 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2847484 2847537 9 62 gi 


etaproteobacteria; Burkholderiales; Co 
2853702 2853763 1 62 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2855273 2855334 1 62 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2858385 2858446 1 62 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2919798 2919859 1 62 gi 


Enterobac 
219857140 


2765507 27669 


Enterobac 
219856913 
equence 

ia; Pseudo: 


, 


219856896 
ce 28410 
naerobiace 
219856892 


16S ribosomal RNA, partial sequence 2847193 28487 


mamonadace 
219856888 
28534 
nadales; P 
219856887 
28549 
Enterobac 
219856885 
28581 
nadales; P 
219856843 


plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


ictaluri Bacteria; 


teriaceae; Edwa 
ref 
72 Edwardsiella 
teriaceae; Edwa 
ref 

2815260 28167 
monadales; Pseu 


ref 
63 2842500 Halan 
ae; Halanaerobi 
ref 
ae; Delftia. 
ref 
33 2854934 Pseud 
seudomonadaceae 
ref 
85 2856506 Pseud 
teriaceae. 

ref 
10 2859620 Pseud 
seudomonadaceae 
ref 


NR_024768.1 


NR_024734.1 


NR_024715.1 


NR_024711.1 


14 Delftia acidovorans Bacteria; 


NR_024707.1 


NR_024706.1 


NR_024704.1 


NR_024662.1 


r 


r 


4 
d 


a 
U 


fo} 


, 


fo} 


fe) 
i 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Pseudomonas 

8 Pseudomonas 

omonadaceae; 


Halanaerobium 
erobium fermentans 
m. 

Delftia acidovorans 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 


2919511 2921008 Pseudomonas 


144836 Bacteria_16S 
strain JCM1240 16 
Proteobacteria; 
144836 Bacteria_16S 
strain JCM1235 16 
Proteobacteria; 
144836 Bacteria_16S 
strain JCM1237 16 
Proteobacteria; 
144836 Bacteria_16S 
strain JCM1234 16 
Proteobacteria; 
144836 Bacteria_16S 
strain JCM6051 16 
Proteobacteria; 
cloacae complex. 
144836 Bacteria_16S 
strain LMG 2542 1 
Proteobacteria; 
144836 Bacteria_16S 


2946997 2947058 1 


2948487 2948548 1 


2949975 2950036 1 


2951476 2951537 1 


2952974 2953035 1 


2966546 2966607 1 


2971128 2971189 1 


resinovorans strain LMG 2274 16S ribosomal RNA, partial 


resinovorans Bacteria; 
Pseudomonas. 
144836 Bacteria_16S 


Proteobacteria; 


2972643 29727041 


citronellolis strain DSM 50332 16S ribosomal RNA, partial 


citronellolis Bacteria; 
Pseudomonas. 
144836 Bacteria_16S 


Proteobacteria; 


2974205 2974266 1 


62 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


62 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


62 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


62 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


62 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


62 


62 


62 


62 


strain PCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
144836 Bacteria_16S 
strain 087-AZ-H 1 
Proteobacteria; 
144836 Bacteria_16S 
strain SG3902 16S 
Firmicutes; Clostridia; 
144836 Bacteria_16S 3116404 3116465 1 
antarctica strain star-1 
antarctica Bacteria; 
Psychromonas. 
144836 Bacteria_16S 3135837 3135914 1 
sulfexigens strain SB164 
sulfexigens Bacteria; 
Desulfocapsa. 
144836 Bacteria_16S 3137352 3137413 1 
deleyianum strain Spiril 
Sulfurospirillum 
Campy lobacteraceae; 
144836 Bacteria_16S 
strain DSM 11363 
Proteobacteria; 
144836 Bacteria_16S 
strain LLAP12 16S 
Bacteria; 
144836 Bacteria_16S 


2989461 2989522 1 


3016847 30169205 


Halanaerobiales; 


Proteobacteria; 


Sulfurospirillum. 
3176918 3176979 1 


3266203 3266264 1 


3267621 3267682 1 


62 


77 


ribosomal RNA, partial sequence 
Halobacteroidaceae; 


62 


77 


62 


62 


62 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionel 


62 


strain L2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
144836 Bacteria_16S 
strain ATCC 13313 
Proteobacteria; 
144836 Bacteria_16S 
strain ATCC 29903 
Proteobacteria; 
144836 Bacteria_16S 
strain DSM 10365 
Firmicutes; Clostridia; 
144836 Bacteria_16S 
strain ATCC 33048 
Bacteria; Firmicutes; 
144836 Bacteria_16S 


3270727 3270788 1 


3272265 3272326 1 


3285943 3286016 5 


Clostridiales; 
3410747 3410824 1 


Clostridia; 
3412282 3412331 13 


62 


62 


77 


77 


62 


gi 


2946729 29481 
Enterobac 


gi 


2948221 29496 
Enterobac 


gi 


2949709 29511 
Enterobac 


gi 


2951208 29526 
Enterobac 


gi 


2952708 29541 
Enterobac 


gi 


gi 


Gammaproteobacteria; 


gi 


gi 


2973936 29754 
Gammaproteobacteria; Pseudomonadales; P 


gi 


gi 
30 


gi 


gi 


gi 


lum 5175 16S ribosomal RNA, par 
deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


gi 


gi 


219856825 


219856824 


219856823 


219856822 


219856821 


219846946 


6S ribosomal RNA, partial sequence 2966273 29677 
Gammaproteobacteria; Enterobacteriales; 


219846942 
sequence 


219846941 


219846940 


219846930 


6S ribosomal RNA, partial sequence 2989207 29906 
Gammaproteobacteria; Legionellales; Legionellaceae; 


219846912 
16582 30179 


219846844 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteri 


a; 


219846831 


Pl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


219846830 


219846803 


16S ribosomal RNA, partial sequence 3176631 31781 
Gammaproteobacteria; Pseudomonadales; P 


219846743 


3265947 32672 


gi 


lales; 
219846742 


3267345 32688 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillone 


gi 


strain NCTC 10951 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


Gammaproteobacteria; Legionellales; Legionellaceae; 


219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846730 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridiaceae; 


Clostridiu 
219846637 
34104 
llaceae; 
219846636 


Enterobacteri 


sequenc 
Gammaproteobacteria; 


tial sequence 


Legione 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


seudomonadaceae; 


ref 
L 


ref 


ref 
3 


ref 
3 


ref 


ref 


ref 


ref 


L 
ref 


teri 
ref 


teri 
ref 


m. 
ref 


Dia 


teriaceae; 


teri 


57 Enterobacter 
teriaceae; 


29 Enterobacter 
teriaceae; 


2970861 29723 
Pseudomonadales; 


e 2972376 29738 
Pseudomonadales; 


116131 31176 
Alteromonadales; 


135552 31370 
Desulfobac 


47 3271933 Shige 


84 3273471 Shige 


52 3411955 Diali 


NR_024644.1 


NR_024643.1 


NR_024642.1 


aceae; 
NR_024641.1 


NR_024640.1 


NR_026538.1 
aceae; 


NR_026534.1 
2 


NR_026533.1 
8 


NR_026532.1 


NR_026522.1 


egionella. 
NR_026504.1 


NR_026436.1 
2 


23.1 
3 
Des 


NR_0264 
terales; 


22.1 
8 


NR_0264 
31370 


NR_026395.1 


e; Pseudomon 
NR_026335.1 


llaceae; 
NR_026334.1 


egionella. 
NR_026332.1 
1 
aceae; Shige 
NR_026331.1 
1 
aceae; Shige 
NR_026322.1 


NR_026229.1 
s 
lister. 


ref 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


teriaceae; Serratia. 


Enterobacter aerogenes 


58 Enterobacter aerogenes Bacteria; 
Enterobacter. 


Enterobacter amnigenus 


57 Enterobacter amnigenus Bacteria; 
Enterobacter. 


Enterobacter gergoviae 


gergoviae Bacteria; 
Enterobacter. 


Enterobacter asburiae 


asburiae Bacteria; 
Enterobacter; 


Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 
Dickeya. 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
Pseudomonas. 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 
Orenia. 


Psychromonas 
9 Psychromonas 


Psychromonadaceae; 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Sulfurospirillum 
4 3138514 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 
seudomonadacea 


as. 
Legionella drancourtii 


94 Legionella drancourtii LLAP12 
Legionella. 


Legionella lytica 


25 Legionella lytica Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
ila. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Clostridium pascui 


40 Clostridium pascui Bacteria; 


Dialister pneumosintes 
ter pneumosintes 


NR_026228.1 


Actinomyces viscosus 


3412006 3413422 Actinomyces viscosus Bacteria; 


144836 Bacteria_16S 
denticolens strai 
denticolens Bacte 


Actinomycetaceae; 


144836 Bacteria_16S 


strain ATCC 51856 


3479767 3479816 13 62 gi 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3497979 3498028 13 62 gi 


16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


144836 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


homopropionicum s 


homopropionicum B 
144836 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; 


strain DSM 286 16 
Firmicutes; 


strain Anox B 16S 
Proteobacteria; 


Actinomycetaceae; 


144836 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


144836 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


144836 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; 


strain IC079 16S 
Proteobacteria; 


strain ATCC 15712 
Bacteria; Proteob 


144836 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; 


strain EN 101 16S 
Proteobacteria; 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


144836 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


144836 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


144836 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


144836 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


144836 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


144836 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


144836 Bacteria_16S 


Clost 
144836 Bacteria_16S 


Clost 
144836 Bacteria_16S 


B 
144836 Bacteria_16S 
hyovaginalis stra 
hyovaginalis Bact 


G 
144836 Bacteria_16S 


G 


G 
144836 Bacteria_16S 


G 
144836 Bacteria_16S 


3519146 3519195 10 59 gi 
16S ribosomal RNA, partial sequence 


3529805 3529862 5 62 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3531333 35313905 62 gi 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3532780 3532837 5 62 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3589391 3589444 9 62 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3601737 3601786 13 62 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3628671 3628732 1 62 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
3648497 3648558 1 62 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3651577 3651638 1 62 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3660801 3660862 1 62 gi 
ribosomal RNA, partial sequence 


gi 


3666928 3666989 1 62 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
3668433 3668494 1 62 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3669940 3670001 1 62 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3672956 3673017 1 62 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


3674461 3674522 1 62 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3694219 3694288 9 77 gi 


gi 


ammaproteobacteria; Pasteurellales; Pa 
3695648 3695709 1 62 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3794367 3794420 9 62 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3809464 3809525 1 62 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3868719 3868780 1 62 gi 
in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 
3870230 3870291 1 62 gi 


n NCTC 11490 16S ribosomal RNA, partia 


utes; Mollicutes; Mycoplasmataceae; My 
144836 Bacteria_16S 


3531057 3532455 Sarci 


3532506 35339 


3589120 35906 
Id 


3651286 36527 


3660516 36619 
ammaproteobacteria; Alteromonadales; Alt 
144836 Bacteria_16S 


3668184 36696 


3669690 36711 


3674212 36756 


6S ribosomal RNA, partial sequence 3693916 36953 


3794096 37955 


3809177 38107 


219846589 
1 sequence 
Actinomyc 


219846577 
34976 
nomycineae 
219846563 
35188 
coplasma. 
219846556 
ial sequen 
ridiales; 
219846555 


219846554 


Sarcina. 
219846516 


eonella. 

219846505 
1 sequence 
; Actinomy: 


219846486 
36283 
nadales; P 
219846472 
nce 36482 
occales; M 
219846470 


ethylococc 
219846464 


eromonad 
219846459 
36666 
cteriales; 
219846458 


Enterobac 
219846457 


Enterobac 
219846455 
tial seque 
teria; Ent 


219846454 


Enterobac 
219846441 


steurellac 
219846439 
ce 36953 
llales; Pa 
219846367 


mamonadace 
219846356 


seudomonad 
219846316 
nce 38684 
obacterale 


etal 


ref|NR_026169.1 
92 3499120 Actin 
; Actinomycetace 
ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026147.1 
na maxima Bacter 


ref |NR_026146.1 


ref|NR_026108.1 


ref |NR_026097.1 
3601450 360294 
cetales; Actino 


ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 


ref|NR_026056.1 


aceae; Glaciecol 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026049.1 


teri 
ref 


aceae; Erwin 
NR_026048.1 


teri 
ref 
nce 
erob 


aceae; Brenn 

NR_026046.1 
367270 

acteriales; 


ref |NR_026045.1 


teri 
ref 


aceae; Panto 
NR_026032.1 


eae. 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref|NR_025958.1 


Polaromonas. 
NR_025947.1 


ae; 
ref 


aceae; Pseudomon 
ref|NR_025906.1 
19 3869879 Arcoba 
s; Campylobacter 


219846315 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Arcobacter. 


Actinomyces 
5 Actinomyces 
cineae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 

Mycoplasma genitalium 
asma genitalium 


Clostridium 
6 Clostridium 
Clostridium. 

Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Actinomyces 
5 Actinomyces 


mycineae; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 
Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 

Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 

4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 

Arcobacter 

cter nitrofigilis 
aceae; Arcobacter. 


ref|NR_025905.1 
3869930 387139 


Arcobacter 
1 Arcobacter 


144836 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


144836 Bacteria_16S 


strain Karp 16S r 


acidophilum strai 
Bacteria; Aquific 


144836 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


144836 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


144836 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


144836 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 


144836 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


144836 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; G 


144836 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


144836 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


144836 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


144836 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


144836 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


144836 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


144836 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


144836 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


144836 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


144836 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


144836 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


144836 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


3905677 3905738 1 62 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 

3934514 3934567 9 62 gi 


ibosomal RNA, partial sequence 


3956554 3956615 1 62 gi 
n 3H-1 16S ribosomal RNA, partial sequ 


144836 Bacteria_16S 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 


3934247 39357 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
144836 Bacteria_16S 


219846291 
quence 
eria; Pseu 
219846270 


kettsiacea 
219846254 
ence 39562 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


912626 912702 11 85 gi 


NR_025881.1 
1 
nadales; 


ref|NR_025860.1 


e; Rickettsieae; 
ref|NR_025844.1 
75 3957710 Hydro 


eplasma. 


265678436 


e 


g 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Hydrogenobaculum 
enobaculum acidophilum 


ae; Aquificales; Aquificaceae; Hydrogenobaculum. 

4031142 4031191 13 62 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
27 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
acteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 

4032692 4032741 13 62 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
53 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
acteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 

4034246 4034295 13 62 gi| 219846200 |ref|NR_025790.1| Glycomyces 
ain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 

Glycomyces. 

4050780 4050829 13 62 gi|219846186|ref|NR_025776.1| Nocardioides 
n JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioides. 

4064327 4064404 1 77 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

4067309 4067358 13 62 gi|219846174|ref|NR_025764.1] Aquicella siphonis 
S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

4068849 4068898 13 62 gi|219846173|ref|NR_025763.1| Aquicella lusitana 

ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

4234719 4234780 1 62 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
ibosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

151948 152012 23 85 gi| 265678961 |ref|NR_029269.1| Clostridium 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

185529 185577 11 59 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

324186 324234 12 60 gi|265678844|ref|NR_029149.1| Prevotella disiens 
-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

327240 327288 12 60 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

345772 345820 11 59 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
osomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
lales; Paenibacillaceae; Brevibacillus. 

347241 347289 11 59 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
in Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

396880 396931 11 62 gi|265678790|ref|NR_029095.1| Cellulomonas 
in XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Cellulomonas. 

484513 484589 11 85 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
s strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
s Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

729108 729156 12 60 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
bosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

780112 780160 11 59 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 


ref |NR_028738.1 


912332 


Lechevalieria 
913840 Lechevalieria 


aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Lechevalieria. 


144836 Bacteria_16S 


strain I-273 16S 


DSM 1552 16S ribosomal RNA, 


Firmicutes; Erysi 
144836 Bacteria_16S 
limnophilus strai 
limnophilus Bacteria; 
144836 Bacteria_16S 

ATCC 43183 16S ri 


Bacteria; 
obscurus DSM 4316 


Geodermatophilus. 


144836 Bacteria_16S 


inopinata strain 
Bacteria; 


Nocardiopsis. 


144836 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


144836 Bacteria_16S 
strain M384 16S r 


Bacteroidetes; 


reticuliscabiei s 


reticuliscabiei B 
Streptomycetaceae; 
144836 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; 


indicus strain CI 
15286 Bacteria; 


Bacteroidetes; 
144836 Bacteria_16S 


Firmicu 
144836 Bacteria_16S 
metallicus strain 
Bacteria; Actinob 


T. 


Bacteroidia; 
144836 Bacteria_16S 


Thermodesulfatator. 


144836 Bacteria_16S 


strain ATCC 49929 


Bacteria; Actinob 


Propioniferax. 


144836 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


144836 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


144836 Bacteria_16S 


thermoruber strai 
Bacteria; 


strain I50 16S ri 
Firmicutes; Erysi 


144836 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; 


strain DSM 40297 


Firmicutes; 
144836 Bacteria_16S 


eae; 


1115660 1115735 11 
ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 
strain ES10.1 16S 


pelotrichi; Erysipelot 
1254635 1254683 11 
n DSM 6472 16S ribosomal RNA, partial 
Firmicutes; 
1295294 1295342 12 
bosomal RNA, partial sequence 
Bacteroidia; 
1344150 1344194 18 
0 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


hermodesulfobacteria; 


2943888 2943963 11 
n YU 720-21 16S riboso 
ria; Actinobacteria; Actinobacteridae; 


2968089 2968165 11 
in NM-1 16S ribosomal 
eria; Actinobacteria; 
Microlunatus. 

3001729 3001777 11 
n BT2 16S ribosomal RN 
Bacillales; 
3030371 3030419 11 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysipelotricha 
3144904 3144952 12 
ribosomal RNA, partial sequence 
Bacteroidia; 
144836 Bacteria_16S 


85 


sequence 
omycetales; 
1130713 1130789 11 
ribosomal RNA, partia 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


85 


1 sequence 
omycetales; 
1165585 1165633 11 


59 


gi 


Kine 


gi 


Stre 


gi 


265678298 
1115364 11168 
osporiineae; 
253680769 
1130448 1131904 Nocardiopsis 
ptosporangineae; 
228720470 


ref |NR_028599.1 


Kineosporiace 
ref|NR_028017.1 


Nocardiop 


ref|NR_027592.1 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Clostridium spiroforme 


partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 


Bacillales; 


1631718 1631766 11 
143-02 16S ribosomal RNA, partial sequence 1631 
tes; Erysipelotrichi; Erysipelotrichales; 
1743109 1743185 11 
R2A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


1968057 1968133 11 
ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 
2045934 2045982 12 

ibosomal RNA, partial sequence 
Bacteroidia; 
144836 Bacteria_16S 


Bacteroidales; 


2055198 2055274 11 
train CFBP 4531 16S ribosomal RNA, partial sequ 
acteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2072018 2072066 12 
16S ribosomal RNA, partial sequence 
Prevotellaceae; 


Bacteroidales; 


2223518 2223586 11 
R29812 16S ribosomal RNA, partial sequence 2223 
Thermodesulfobacteriales; 


2357243 2357319 11 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


2699915 2699963 12 
ribosomal RNA, partial sequence 
Bacteroidia; 
144836 Bacteria_16S 


Bacteroidales; 


Bacteroidales; 


3257153 3257229 11 
16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; 


144836 Bacteria_16S 3392479 3392527 12 


59 


richales; Erysip 


gi 


sequence 


Paenibacillaceae; 


60 


Bacteroidales; 


62 


59 


85 


85 


60 


85 


60 


78 


85 


60 


85 


85 


59 


Paenibacillaceae; 


59 


60 


85 


60 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


A, partial sequence 


1343 


1742 


Str 


The 


Acti 


2071 
Prevo 


2356 
Pro 


Prevo 


Actinomy 


3001 


Brevibacillu 


gi 


Prevotellaceae; 


strain ATCC 43185 16S ribosomal RNA, partial sequence 


Bacteroidetes; Ba 


cteroidia; 


Bacteroidales; 


elotrichaceae. 
219857194 


224581415 
1295007 1296348 Bacteroides 
Bacteroidac 
228721038 


omycetales; 
219878455 


Erysipelotrichaceae; E 
219878378 


219878216 
1967755 19691 
Incertae Sedis; 
219878161 
2045623 20471 
Prevotellaceae; 


Prevotella. 
219878154 |ref|NR_025293.1 
ence 205497 


219878142 


219857583 


219857489 


219857188 
2699606 27010 
Prevotellaceae; 
219856827 
mal RNA, partial sequence 


219846945 
RNA, partial sequence 


Actinobacteridae; Actinomycetales; Propion 


219846922 


219846903 
3030089 30315 


ref |NR_024822.1 

1254345 125584 
Brevibacillus. 
ref |NR_027196.1 


eae; Bacteroides. 
ref|NR_027601.1 
850 1345331 Geoder 
Frankineae; Ge 


ref|NR_025594.1 
420 1632923 Erysip 


ref|NR_025517.1 
831 1744318 Nocard 
eptosporangineae; 
ref |NR_025355.1 


rmicanus. 
ref|NR_025300.1 


nomycetales; Stre 
ref|NR_025281.1 
729 2073175 Prevot 
tella. 
ref|NR_025171.1 
220 2224715 Thermo 
Thermodesulfobac 


ref|NR_025077.1 
968 2358432 Propio 
pionibacterineae; 
ref|NR_024816.1 
tella. 
ref|NR_024646.1 

2943614 294507 
cetales; Frankine 


ref |NR_026537.1 
2967820 296928 


ref |NR_026514.1 
433 3002946 Brevib 
Ss. 


ref |NR_026495.1 


Brevibacillus 
5 Brevibacillus 


Bacteroides stercoris 


stercoris ATCC 43183 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Prevotella enoeca 
ella enoeca Bacteria; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Propioniferax innocua 
niferax innocua 


Propionibacteriaceae; 


Prevotella salivae 


98 Prevotella salivae Bacteria; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Microlunatus 
7 Microlunatus 


ibacterineae; 


Brevibacillus 
acillus thermoruber 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 
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listeri Bacteria; 


saceae; Nocardiopsis. 


Bacteroides caccae 


3392191 3393612 Bacteroides caccae Bacteria; 


ceae. 
gi|219846825|ref|NR_026417.1 
3144616 31460 
Prevotella. 
gi|219846749|ref|NR_026341.1 
Streptosporangineae; Nocardiop 
gi|219846650|ref|NR_026242.1 
Bacteroides. 


Bacteroidaceae; 


144836 Bacteria_16S 3572637 3572685 12 60 gi|219846527|ref|NR_026119.1| Prevotella intermedia 
strain B422 16S ribosomal RNA, partial sequence 3572354 3573812 Prevotella intermedia Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
144836 Bacteria_16S 3644008 3644084 11 85 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
144836 Bacteria_16S 3888862 3888923 1 62 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
144836 Bacteria_16S 4106628 4106675 11 59 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
144836 Bacteria_16S 4147995 4148043 11 59 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
144836 Bacteria_16S 12244 12291 11 58 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 
144836 Bacteria_16S 45591 45642 11 62 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 65442 65493 11 62 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 
144836 Bacteria_16S 107752 107803 11 62 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 115511 115562 11 62 gi| 265678985 |ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 225427 225478 11 62 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 226934 226985 11 62 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
144836 Bacteria_16S 228440 228491 11 62 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 229948 229999 11 62 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 242422 242473 11 62 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 286128 286175 12 59 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 
strain 01008 16S ribosomal RNA, partial sequence 285875 287290 Mycoplasma testudinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
144836 Bacteria_16S 292323 292392 9 77 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 
Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 
144836 Bacteria_16S 296885 296936 11 62 gi| 265678862 |ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 301296 301343 12 59 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
144836 Bacteria_16S 333499 333550 11 62 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
144836 Bacteria_16S 478370 478421 11 62 gi| 265678732 |ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 479919 479970 11 62 gi|265678731|ref|NR_029036.1| Mycobacterium 


boenickei strain W5998 16S ribosomal RNA, partial sequence 


479623 481120 Mycobacterium boenickei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 

144836 Bacteria_16S 530500 530551 11 62 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

144836 Bacteria_16S 580625 580676 11 62 gi| 265678665 |ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

144836 Bacteria_16S 603242 603301 19 77 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 


Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

144836 Bacteria_16S 617101 617152 11 62 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

144836 Bacteria_16S 624509 624560 11 62 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 632165 632232 11 77 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

144836 Bacteria_16S 673129 673180 11 62 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

144836 Bacteria_16S 704669 704720 11 62 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

144836 Bacteria_16S 712084 712135 11 62 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 713643 713694 11 62 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

144836 Bacteria_16S 755559 755610 11 62 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

144836 Bacteria_16S 810768 810819 11 62 gi| 265678505 |ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

144836 Bacteria_16S 963686 963737 11 62 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
strain Y9 16S ribosomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 
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144836 Bacteria_16S 1560309 1560360 11 


canariasense strain 502329 16S ribosomal RNA, partial sequence 
Actinobacteridae; 


canariasense Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 1726270 1726321 11 


rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; Mycobacterium. 
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144836 Bacteria_16S 
strain DSM 44515 
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144836 Bacteria_16S 1730858 1730909 11 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 1834182 1834233 11 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Gulosibacter. 
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144836 Bacteria_16S 2052174 2052225 11 


elephantis strain 


Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 2087343 2087402 19 


thermolithotrophum strain BSA 16S ribosomal RNA, partial 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobac 


144836 Bacteria_16S 2090267 2090318 11 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 


heidelbergense Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 2111647 2111698 11 
pinnipedii strain 
Bacteria; Actinobacteria; 


144836 Bacteria_16S 2128319 2128370 11 
africanum strain ATCC 25420 16S 
africanum Bacteria; 
Mycobacteriaceae; 
144836 Bacteria_16S 2129800 2129851 11 
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scrofulaceum Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 2131314 2131365 11 
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tokaiense Bacteria; 


Mycobacteriaceae; Mycobacterium. 
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144836 Bacteria_16S 2217549 2217600 11 62 gi| 219857587 |ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 2514895 2514961 11 77 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
144836 Bacteria_16S 2534600 2534651 11 62 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
144836 Bacteria_16S 2587571 2587622 11 62 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
144836 Bacteria_16S 2593789 2593840 11 62 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 2639792 2639843 11 62 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 2969616 2969667 11 62 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
144836 Bacteria_16S 3110302 3110369 11 77 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 

144836 Bacteria_16S 3199902 3199953 11 62 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
144836 Bacteria_16S 3231478 3231529 11 62 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

144836 Bacteria_16S 3278353 3278420 11 77 gi|219846735|ref|NR_026327.1| Acetobacterium 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

144836 Bacteria_16S 3324011 3324062 11 62 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
144836 Bacteria_16S 3336118 3336169 11 62 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 3337627 3337678 11 62 gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 3339139 3339190 11 62 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 3355994 3356045 11 62 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 

144836 Bacteria_16S 3415232 3415283 11 62 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 
144836 Bacteria_16S 3416698 3416749 11 62 gi|219846633|ref|NR_026225.1| Actinomyces 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
144836 Bacteria_16S 3482732 3482799 11 77 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
144836 Bacteria_16S 3492011 3492062 11 62 gi|219846581|ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
144836 Bacteria_16S 3575671 3575724 9 62 gi|219846525|ref|NR_026117.1| Legionella feeleii 
strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
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Clostridia; 


15 Bacillus agaradhaerens Bacteria; 


ref|NR_026141.1 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


ref|NR_025986.1 


34 Mycoplasma bovirhinis Bacteria; 


ref |NR_025968.1 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


ref|NR_025965.1 


1: 


ref|NR_025954.1 


Mycoplasma 
asma leonicaptivi 


02 Mycoplasma agassizii Bacteria; 


NR_025938.1 
3823071 382454 
urellales; P 


ref |NR_025913.1 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


05 Mycoplasma gallinaceum Bacteria; 


ref|NR_025742.1 
n 
ceae; Chitin 


ref |NR_029369.1 


Chitinibacter 


ibacter. 


Legionella erythra Bacteria; 


Legionella. 
ref|NR_029348.1 
34837 36333 
; Treponema. 
ref|NR_029326.1 
68186 69586 
tales; Coryn 
ref|NR_029320.1 
77090 78536 
cterales; De 
ref|NR_029309.1 
92051 93594 
cteraceae; G 
ref|NR_029305.1 
99781 Desulf 
Desulfobulbacea 


265678972 


gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 


Treponema 
Treponema 


Corynebacterium 
Corynebacterium 
ebacterineae; 


Desulfospira 
Desulfospira 
sulfobacteraceae; 


Geovibrio 
Geovibrio 
eovibrio. 
Desulfobulbus 
obulbus elongatus 
e; Desulfobulbus. 


ref|NR_029280.1 
135066 136444 


Actinomyces 
Actinomyces 


Thiothrix flexilis 


3375527 3377012 


Bacillus agaradhaerens 


Mycoplasma bovirhinis 


Mycoplasma agassizii 


Mycoplasma gallinaceum 


ibacter tainanensis 


Legionella erythra 


gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


144836 Bacteria_ 


strain 40 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


144836 Bacteria_ 


modestum strain Gra 
modestum Bacteria; 


144836 Bacteria_ 


Actinomyces. 


16S 222456 222517 1 62 gi 


265678914 
222148 22363 


ref|NR_029222.1 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


16S 231453 231510 5 62 gi|265678908|ref|NR_029216.1| Propionigenium 
Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 
16S 283113 283190 1 77 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 


vibrioformis Bacteria; 


Desulfobacter. 
144836 Bacteria_ 


Bacteria; 
144836 Bacteria_ 


strain ATCC 33779 
Bacteroidia; 


Bacteroidetes; 
144836 Bacteria_ 


144836 Bacteria_16S 626070 626127 5 62 gi|265678634|ref|NR_028939.1 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 62729 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

144836 Bacteria_16S 716730 716791 1 62 gi|265678570|ref|NR_028875.1 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
144836 Bacteria_16S 738246 738299 9 62 gi| 265678555 |ref|NR_028859.1 


lusitanum strain 
Bacteria; 


strain ASpGl1 16S 
Spirochaetes; 


phenolica strain 


Desulforhopalus. 


144836 Bacteria_16S 


oceanense strain 
Bacteria; 


subsp. 
socranskii subsp. 


144836 Bacteria_16S 
strain Kx146A4 16S ribosomal RNA, partial sequence 
Lactobacillales; 
144836 Bacteria_16S 


Firmicutes; 


strain AAFu3 16S 
Deferribacteres; 


144836 Bacteria_16S 1251578 1251623 13 58 gi|219857241|ref|NR_024869.1 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 125128 
socranskii subsp. paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae 
144836 Bacteria_16S 1253105 1253150 13 58 gi|219857240|ref|NR_024868.1 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 125281 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae 
144836 Bacteria_16S 1266725 1266778 9 62 gi|219846423|ref|NR_026014.1 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 12679 

Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

144836 Bacteria_16S 1271281 1271358 1 77 gi|219846399|ref|NR_025990.1 


2077 16S ribosomal RNA partial sequence 
Deltaproteobacteria; 
144836 Bacteria_16S 
strain R7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
144836 Bacteria_16S 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 


Spirochaetales; 
144836 Bacteria_16S 


Proteobacteria; 


16S 284657 284734 1 77 


gi 


16S 325717 325765 12 60 gi 
16S ribosomal RNA, partial sequence 

Bacteroidales; 
16S 417082 417139 5 


62 gi 


Firmicutes; Clostridia; 


P6-12 16S ribosomal RNA, 


792370 792423 5 58 
ribosomal RNA, partial sequence 
Spirochaetaceae; 
809236 809297 2 62 


gi 


gi 


906439 906516 1 wih 


gi 
Proteobacteria; 


923560 923643 4 85 gi 


977423 977464 16 57 gi 


983506 983551 13 58 gi 
socranskii Bacteria; 
1123269 11233425 


Spirochaetes; 
77 gi 
Lactobacillaceae; 
1148939 1149004 12 76 
ribosomal RNA, partial sequence 
Deferribacterales; 


gi 


Deferribacteraceae; 


Desulfobacterales; 


1445657 1445718 1 62 gi 


1469755 1469815 1 62 gi 


Deltaproteobacteria; Desulfobacterales; De 
265678870 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulf 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
265678843 
325398 326875 Prevot 
Prevotella. 
265678776 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 
formicigenes Bacteria; 


Prevotellaceae; 


Clostridiales; 


complete sequence 737948 739471 Herbas 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
144836 Bacteria_16S 265678517 
792094 79356 
Spirochaeta. 
265678506 
O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudo 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
144836 Bacteria_16S a 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 
singaporensis Bacteria; 


nadales; Pseudoalteromonad 
265678440 


Deltaproteobacteria; Desulfobacterales; D 
265678429 
ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulf 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
144836 Bacteria_16S 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; 
144836 Bacteria_16S 
socranskii 


265678392 


265678388 
strain D56BRIII6 16S ribosomal RNA, partial sequence 
Spirochaetales; 
224581425 
1122944 1124463 Lactobacillus 
Lactobacillus. 

253680757 
1148654 11501 
Geovibrio. 


Desulfonema. 
224581423 
1445391 1446881 Psychrobacter 


224581406 


ref|NR_029176.1 
Desulfobulbacea 
ref |NR_029148.1 


ref|NR_029081.1 
416856 418235 
Peptostreptococcace 


Oxalobacteraceae; 
ref|NR_028820.1 


ref|NR_028809.1 


ref|NR_028742.1 


ref|NR_028731.1 
Desulfobacterac 
ref|NR_028694.1 

977181 978580 
Herpeto 
NR_028690.1 
983192 
Spirochaetac 
NR_027206.1 


ref 


ref 


ref|NR_028005.1 


ref|NR_027204.1 


Psychrobacte 


9 


’ 


8 


’ 


1271016 1272493 Desulfonema magnum Bacteria; 
Desulfobacteraceae; 


ref|NR_027187.1 


eae; 


sulfobacteraceae; 


Desulfobulbus 


obulbus rhabdoformis 
e; 


Desulfobulbus. 
Prevotella veroralis 


ella veroralis Bacteria; 


Tepidibacter 
Tepidibacter 


ae; Tepidibacter. 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 
obacter. 


Herbaspirillum 


pirillum lusitanum 
Herbaspirillum. 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Pseudoalteromonas 


alteromonas phenolica 
aceae; 


Desulforhopalus 
Desulforhopalus 


esulfobulbaceae; 


Desulfofrigus 


ofrigus oceanense 
eae; Desulfofrigus. 


Herpetosiphon 
Herpetosiphon 


siphon. 


Treponema socranskii 
984718 Treponema 
Treponema. 
Lactobacillus antri 


antri Bacteria; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Treponema socranskii 
1252767 Treponema 
Treponema. 
Treponema socranskii 
1254294 Treponema 
Treponema. 

Massilia timonae 


23 Massilia timonae Bacteria; 


Desulfonema magnum DSM 
Proteobacteria; 


Psychrobacter arenosus 


arenosus Bacteria; 
rs 


Psychrobacter 


1469465 1470990 Psychrobacter 


pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 
144836 Bacteria_ 
nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 
144836 Bacteria_ 


ATCC 49989 strain 
ATCC 49989 Bacter 


144836 Bacteria_ 


phosphitoxidans s 
phosphitoxidans B 


Desulfotignum. 
144836 Bacteria_ 


strain OMZ833 16S 
Spi 
144836 Bacteria_16S 


Spirochaetes; 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
144836 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; 


strain TMW 1.666 
Bacteria; 


strain MK405 16S 
Tenericutes; Moll 


144836 Bacteria_16S 
mediterraneus str 


mediterraneus Bac 
Desulfobulbus. 


144836 Bacteria_16S 


strain CCUG 43179 
Bacteria; 
Firmicutes; 


strain SEBR 4211 
Firmicutes; Clost 


144836 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


144836 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
144836 Bacteria_16S 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 29556 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
144836 Bacteria_16S 2991004 2991057 9 62 gi|219846929|ref|NR_026521.1 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 
144836 Bacteria_16S 3074199 3074260 1 62 gi|219846872|ref|NR_026464.1 
limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferrib 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferr 
144836 Bacteria_16S 3087897 3087954 5 62 gi|219846863|ref|NR_026455.1 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 308909 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

144836 Bacteria_16S 3111787 3111864 1 77 gi| 219846847 |ref|NR_026439.1 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
144836 Bacteria_16S 3204300 3204345 13 58 gi| 219846785 |ref|NR_026377.1 


strain HA2P 16S r 
Spirochaetes; Spi 


144836 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


144836 Bacteria_16S 


Fus 
144836 Bacteria_16S 


Firmicu 
144836 Bacteria_16S 


Firmicu 
144836 Bacteria_16S 
strain SR12 16S r 
Clost 
144836 Bacteria_16S 


16S 1481975 14820325 62 gi 
vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; Fusobac 
16S 1504497 1504553 5 62 gi 
164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
16S 1516444 15165211 77 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 
16S 1522502 1522547 13 58 
ribosomal RNA, partial sequence 
rochaetales; 


gi 


Spirochaetaceae; Treponema. 
1682025 1682074 13 62 gi 
ribosomal RNA, partial sequence 


1831192 1831249 5 62 

S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1943727 1943800 5 77 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2200948 2201029 5 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2255621 2255698 1 77 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


gi 


, 


2465093 2465166 5 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2558418 2558483 13 77 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
2615370 2615427 5 


a gi 


, 


Eubacteriaceae; 

62 gi 
ridia; Clostridiales; Clostridiales Fami 
2927287 2927348 1 62 gi 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 


2934799 2934860 1 62 gi 


se 


, 


ar 
ba 


2954447 2954503 5 62 gi 


ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
3220925 3220978 9 62 gi 
M 1522 16S ribosomal RNA, partial sequ 


acteria; Betaproteobacteria; Burkholde 


en 
ri 


te 


s 
ct 


no 


219878151 
partial 
Fus 


ria; 


219846440 
ue 
le 


nce 
S; 


eria; 


219857543 
1522207 15236 


219878420 
1681727 16832 
mycineae 
219878315 
1830898 18324 
ct 
219878232 


er. 


194 


219857562 
eq 
er 


uence 
ia; De 


219857406 


246 
Lactob 


219857338 
2558106 25596 
Eu 
219857255 
16S ribosomal RNA, partial sequence 2615060 26165 


bacter 


ly XII 


219856838 


quence 
Oceano 


219856833 


tial s 
cteria 


219856820 


3204032 32054 


219846773 


ce 322 
ales; 


3222444 3222497 9 62 gi 


219846772 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Janthinobacterium 


Eubac 
219873435 
equence 


Lactobac 
219857598 
2200688 22021 


ref 
sequ 
obac 


NR_025290.1 
ence 148170 
teriales; F 


ref |NR_026031.1 
1504208 150555 
teriaceae; Euba 
ref|NR_025194.1 
1516159 151759 


sulfobacterales; 


De 


ref |NR_025131.1 


ref|NR_025559.1 


¢ Ac 
ref 


tinomycetac 
NR_025454.1 


ref|NR_025371.1 
98 1944958 Lacto 
illus. 
ref |NR_025186.1 


33 


ref|NR_025150.1 

2255320 225677 
sulfobacterales; D 
ref|NR_024994.1 
63 2466330 Lactob 
illus. 
ref|NR_024926.1 


47 
ac 


ium. 


ref|NR_024886.1 
Incertae Sedis; 
ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref|NR_024652.1 
uence 293453 
Oceanospirillale 
ref |NR_024639.1 


sp 


eq 


, 


ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref|NR_026364.1 


06 
Ox 


u 


Cc 


b 


Fusobacterium 


sobacteriaceae; 


terium. 
Desulfotignum 

6 Desulfotignum 
Desulfobacteraceae; 


Treponema parvum 


91 Treponema parvum Bacteria; 


ae; Actinomyces. 


acillus frumenti 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


acillus mucosae 


Fusibacter. 
Marinospirillum 
7 Marinospirillum 
ospirillum. 
Oceanospirillum 


s; Oceanospirillum. 


e; Gordonia. 


Ferribacterium 
acterium limneticum 
ibacterium. 
Natronincola 

0 Natronincola 
Natronincola. 
Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 

Janthinobacterium 


3222170 322363 


8 Janthinobacterium 


3 1483108 Fusobacterium 


Eubacterium saphenum 
0 Eubacterium saphenum 


Actinomyces oricola 
34 Actinomyces oricola Bacteria; 
e 
Ilyobacter insuetus 
07 Ilyobacter insuetus Bacteria; 


Lactobacillus frumenti 


Lactobacillus mucosae 
Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 


Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 


1 2935988 Oceanospirillum 


Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 


Fluoribacter gormanii 
gormanii Bacteria; 


Treponema amylovorum 
74 Treponema amylovorum Bacteria; 


144836 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


144836 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


144836 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


144836 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


144836 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


144836 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


144836 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


144836 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


144836 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


144836 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


144836 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


144836 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


144836 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


144836 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


144836 Bacteria_16S 
16S ribosomal RNA, partial sequence 3613485 36150 


strain NCFB 2890 
Firmicutes; Lacto 


144836 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


144836 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


144836 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


144836 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


144836 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


144836 Bacteria_16S 


strain 20-5 16S r 


bacillales; Carnobacteriaceae; Alloioc 
3671447 3671508 1 62 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3788345 3788406 1 62 gi 


ia; Rickettsiales; Anaplasmataceae; Eh 
3850492 3850565 5 77 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


3962604 3962657 9 62 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
3972960 3973013 9 62 gi 


gi 


etaproteobacteria; Burkholderiales; Ox 
4023492 4023569 11 85 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


144836 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


144836 Bacteria_16S 


4059746 4059799 9 62 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
4181781 4181838 5 62 gi 


3237677 3237754 1 77 gi|219846762 
PerGlyS 16S ribosomal RNA, complete sequence 
ia; Proteobacteria; Deltaproteobacteria; Desulfo 
3245268 32453415 77 gi| 219846757 
osomal RNA, partial sequence 3244997 32464 
riaceae; Listeria. 
3273818 3273883 13 77 gi| 219846738 
6S ribosomal RNA, partial sequence 3273522 32749 
ridia; Clostridiales; Eubacteriaceae; Eubacteriu 
3275327 3275392 13 77 gi| 219846737 
6S ribosomal RNA, partial sequence 3275046 32765 
ridia; Clostridiales; Eubacteriaceae; Acetobacte 
3276846 3276911 13 77 gi| 219846736 
DSM 8238 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Clostridia; Clostridiales; Eubac 
3279874 3279939 13 77 gi| 219846734 
6S ribosomal RNA, partial sequence 3279583 32810 
ridia; Clostridiales; Eubacteriaceae; Acetobacte 
3281393 3281458 13 77 gi| 219846733 
in DSM 2925 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Eub 
3284442 3284507 13 77 gi| 219846731 
6S ribosomal RNA, partial sequence 3284145 32856 
ridia; Clostridiales; Eubacteriaceae; Acetobacte 
3304349 3304422 5 77 gi|219846718 
6S ribosomal RNA, partial sequence 3304055 33055 
bacillales; Lactobacillaceae; Lactobacillus. 
3305889 3305962 5 77 gi| 219846717 
6S ribosomal RNA, partial sequence 3305595 33071 
bacillales; Lactobacillaceae; Lactobacillus. 
3314854 3314907 5 58 gi| 219846710 
ribosomal RNA, partial sequence 3314589 33160 
rochaetales; Spirochaetaceae; Spirochaeta. 
3316380 3316433 5 58 gi| 219846709 
ribosomal RNA, partial sequence 3316113 33175 
rochaetales; Spirochaetaceae; Spirochaeta. 
3390983 3391040 5 62 gi| 219846651 
6S ribosomal RNA, partial sequence 3390715 33921 
obacteriales; Fusobacteriaceae; Propionigenium. 
3499462 3499519 5 62 gi| 219846576 
16S ribosomal RNA, partial sequence 3499171 35006 
obacteriales; Fusobacteriaceae; Cetobacterium. 
3613786 3613859 5 77 gi|219846496 


occus. 
219846456 
e 36711 
cteriales; 
219846371 


3788062 3789489 Ehrli 


rlichia. 

219846328 
tial seque 
dia; Clost 


219846250 


3962329 39637 


mamonadace 
219846243 


16S ribosomal RNA, partial sequence 3972687 39741 


alobactera 
219846207 


4023267 40246 


ococcineae 
219846180 
al sequenc 
ria; Burkh 
219846089 


canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 


canifelinum Bacte 


ria; Fusobacteria; Fusobacteriales; 


Fusobacteriaceae; 


ref|NR_026354.1 
3237371 323891 
bacterales; Desu 


ref|NR_026349.1 


ref |NR_026330.1 
m. 
ref |NR_026329.1 
rium. 
ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
ref |NR_026323.1 


rium. 
ref |NR_026310.1 
44 Lactobacillus 


ref |NR_026309.1 
06 Lactobacillus 


ref|NR_026302.1 


ref |NR_026301.1 


ref |NR_026243.1 


ref |NR_026168.1 
73 Cetobacterium 


ref |NR_026088.1 


ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_025962.1 
chia muris Bacte 


ref 
nce 
ridi 


NR_025918.1 
385021 
ales; Rumino 


ref |NR_025840.1 


Rhodoferax. 
NR_025833.1 


ae; 
ref 
ceae; Duganella. 
ref|NR_025797.1 
; Microbacteriac 
ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 


Desulfofustis 
7 Desulfofustis 
1lfobulbaceae; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Cetobacterium ceti 
ceti Bacteria; 


Alloiococcus otitis 


09 Alloiococcus otitis Bacteria; 


Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Ehrlichia muris strain 
ria; Proteobacteria; 


Bacteroides 
8 3851681 Bacteroides 


coccaceae; unclassified 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Duganella 

7 Duganella 

obacteraceae; Duganella. 
Fusobacterium 


ref |NR_025679.1 
4181497 418295 
Fusobacter 


4 Fusobacterium 
ium. 


144836 Bacteria_16S 
thalassicus strai 
thalassicus Bacte 
144836 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; 


genavense strain 


Bacteria; Actinob 


Mycobacterium. 


144836 Bacteria_16S 
californicum stra 
californicum Bact 
144836 Bacteria_16S 
strain LV3 16S ri 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain W16 16S ri 


Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


144836 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


144836 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


144836 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


144836 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


144836 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


144836 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


144836 Bacteria_16S 


picturae strain L 
picturae Bacteria 
Brevibacterium. 


144836 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


144836 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


144836 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


144836 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


144836 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


144836 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


144836 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


G 
144836 Bacteria_16S 


4183265 4183322 5 62 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
4245225 4245286 1 62 gi 
ribosomal RNA, partial sequence 


al 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
889559 889619 18 77 gi 
rain 3.24 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 

1112589 1112664 11 
76 16S ribosomal RNA, 
acteria; Actinobacteri 


el 


ae 


85 gi 
partial sequenc 
dae; Actinomycet 


e 
al 


v 


1136758 1136834 11 
mal RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
1138309 1138385 11 85 gi 
omal RNA, complete seq 
Actinomycetales; Micrococcineae; Micr 
1168549 1168625 11 85 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1206477 1206524 11 59 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1603058 1603108 12 62 gi 
MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


85 gi 


ob 


ob 


ce 
ta 


ri 


qu 
ti 


’ 


2033485 2033536 11 62 gi 
ATCC 19420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
2197959 2198007 11 59 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

2202474 2202522 11 59 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 


gi 


eq 
la 


219846088 
quence 


219722938 
4244934 42463 


862181 86365 
265678451 


equence 


265678300 


253680765 
1136447 1137959 Leifs 


253680764 


uence 1138010 1139535 Leifs 


228719827 


228715354 


219878475 


219878172 


219857600 
2197691 21991 


219857597 


ref|NR_025678.1 
183005 418440 
ostreptococcacea 


ref|NR_024570.1 


rs 


es; Pept 


otrichaceae; Bulleidia. 
ref|NR_028753.1 
889276 890727 


mycetales; Strep 


; Actino 
ref |NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


11123 
es; Micr 
ref 
onia 
eae; 
ref 
onia 


NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
eae; Leifsonia. 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


acteriac 


acteriac 


11682 
ceae; Sp 


12061 
chales; 


ence 
nomyceta 


ref|NR_025311.1 
2033216 203470 
ales; Corynebact 


quence 
inomycet 


, 


ref|NR_025188.1 


uence 
smatacea 


2208514 2208562 11 59 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211543 2211591 11 59 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213043 2213091 11 59 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2280226 2280274 11 59 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


2364893 2364941 11 59 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857593 
2208244 22096 


219857591 
2211275 22127 


219857590 
2212774 22142 


219857546 
2279959 22814 


219857483 
2364627 2366086 Mycoplasma elephantis Bacteria; 


ref 


ref|NR_025179.1 


ref |NR_025178.1 
ref 


NR_025134.1 


ref 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Escherichia coli 


83 Escherichia coli Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
220943 220994 11 62 gi|265678915|ref|NR_029223.1| Mycobacterium 
2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
299798 299846 11 59 gi|265678860|ref|NR_029166.1| Mycoplasma 
in ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
564160 564236 11 85 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
bosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
omycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
674601 674677 11 85 gi| 265678599 |ref|NR_028904.1| Dermatophilus chelonae 
bosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
omycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
862465 862512 11 59 gi|265678470|ref|NR_028773.1| Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Actinomadura 
Actinomadura 
tosporangineae; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Spirochaeta 
haeta smaragdinae DSM 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Brevibacterium 

4 Brevibacterium 

eae; Brevibacteriaceae; 


Mycobacterium 
2 Mycobacterium 


erineae; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


NR_025071.1 


Mycoplasma elephantis 


144836 Bacteria_16S 2366403 2366451 11 
equigenitalium strain T37 16S ribosomal 
equigenitalium Bacteria; 


144836 Bacteria_16S 2367912 2367960 11 


spermatophilum strain AH159 16S ribosomal RNA, partial 


spermatophilum Bacteria; 
144836 Bacteria_16S 
strain HRC292 16S 


2369394 2369442 11 


144836 Bacteria_16S 
strain MH5408 16S 


2370905 2370953 11 
144836 Bacteria_16S 2372414 2372462 11 
strain PG15 16S ribosomal RNA, partial 


144836 Bacteria_16S 2375431 2375479 11 
strain PG30 16S ribosomal RNA, partial 


2376943 2376991 11 
ribosomal RNA, partial 


144836 Bacteria_16S 
strain MMP-1 16S 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 2378452 2378500 11 
columbinasale strain 694 16S ribosomal 
columbinasale Bacteria; 
144836 Bacteria_16S 2379958 2380006 11 
strain G122 16S ribosomal RNA, partial 


144836 Bacteria_16S 
strain B1/T1 16S 


2483091 2483139 11 
ribosomal RNA, partial 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 2770345 2770420 11 


strain IFO 16295 


144836 Bacteria_16S 2823121 2823197 11 
subterraneus strain HGP1l 16S ribosomal 


144836 Bacteria_16S 2842853 2842928 11 
cineracea strain SK-3255 16S ribosomal 


Streptomycetaceae; Kitasatospora. 
144836 Bacteria_16S 2995515 2995591 11 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; 


144836 Bacteria_16S 3310363 3310415 11 
strain 1A-C 16S ribosomal RNA, partial 


144836 Bacteria_16S 
inositola DSM 438 


3343710 3343761 11 
19 16S ribosomal RNA, 


Micromonospora. 
144836 Bacteria_16S 3624001 3624052 11 
strain 3015 16S ribosomal RNA, partial 


RNA, 


59 


RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; 


59 


59 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


59 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


59 


sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


59 


sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


59 
sequence 


59 


RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; 


59 


sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


59 
sequence 


85 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; 


85 


85 


62 


sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


62 


partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


62 


sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


144836 Bacteria_16S 
strain ATCC 35799 


3625534 3625585 11 
16S ribosomal RNA, 


62 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 
144836 Bacteria_16S 3691176 3691224 11 59 
strain G145 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 3753738 3753786 11 


strain M165/69 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 3782411 3782459 11 


leopharyngis strain LL2 16S ribosomal RNA, partial sequence 37821 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 3785365 3785413 11 


59 


59 


59 


strain LX 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


144836 Bacteria_16S 3786850 3786898 11 


59 


strain PU 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


complete sequence 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi|219857482 


219857481 
sequence 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; 


gi|219857480 
2369126 23705 


gi| 219857479 
2370638 23720 


gi|219857478 
2372144 23736 


gi| 219857476 
2375159 23766 


gi| 219857475 
2376676 23781 


gi| 219857474 


gi| 219857473 
2379691 23811 


gi| 219857394 
2482825 24842 
gi| 219857137 
Corynebacterin 

gi| 219856908 


Hydr 


gi| 219856895 


219846926 
sequence 


gi 


H 
gi| 219846713 
3310081 33114 


219846688 
33434 
Micr 


gi 


gi|219846489 
3623734 36252 
Corynebacterin 
gi|219846488 
36252 
Cory 


gi|219846443 
3690909 36923 


gi| 219846396 
3753459 37549 


gi|219846375 


gi|219846373 
3785096 37865 


Mycoplasma 
6 Mycoplasma 


ref|NR_025070.1 

2366137 236759 
Mycoplasma. 
ref|NR_025069.1| Mycoplasma 

2367647 2369075 Mycoplasma 
Mycoplasma. 
ref |NR_025068.1| Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1| Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


ref |NR_025062.1 
2378183 237964 
Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024765.1| Rhodococcus jostii 
50 Rhodococcus jostii Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_024729.1|] Hydrogenobacter 
2822817 2824313 Hydrogenobacter 
ogenobacter. 
ref|NR_024714.1 
2842551 284406 
ales; 


Kitasatospora 
5 Kitasatospora 
Streptomycineae; 


ref|NR_026518.1] Hydrogenobacter 
2995219 2996732 Hydrogenobacter 

ydrogenobacter. 

ref|NR_026305.1| Georgenia muralis 

97 Georgenia muralis Bacteria; 

; Bogoriellaceae; Georgenia. 

ref |NR_026280.1| Micromonospora 

22 3344899 Micromonospora inositola 

omonosporineae; Micromonosporaceae; 


ref|NR_026081.1| Mycobacterium simiae 
17 Mycobacterium simiae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_026080.1| Mycobacterium szulgai 
68 3626729 Mycobacterium szulgai 
nebacterineae; Mycobacteriaceae; 


ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref|NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref|NR_025966.1| Mycoplasma 
35 3783570 Mycoplasma leopharyngis 


ref|NR_025964.1| Mycoplasma simbae 
26 Mycoplasma simbae Bacteria; 


gi| 219846372 
3786577 37880 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


144836 Bacteria_16S 


strain 17529 16S ribosomal RNA, partial 


144836 Bacteria_16S 


3856565 3856613 11 


59 
sequence 


62 


strain PCL 16S ribosomal RNA, partial sequence 


Fusobacteria. 
144836 Bacteria_16S 


200899 200950 11 


62 


strain 22 16S ribosomal RNA, partial sequence 


Firmicutes; 
144836 Bacteria_16S 


Clostridia; Clostridiales; 


acidaminovorans Bacteria; 
144836 Bacteria_16S 
strain VPB 4027 1 
Fusobacteria; Fusobacteriales; 
144836 Bacteria_16S 
strain MV1075 16S 
Thermotogae; 
144836 Bacteria_16S 
hydrogenoformans 
hydrogenoformans Bacteria; 
Sedis; Acidaminobacter. 
144836 Bacteria_16S 

strain I-132 16S ribosomal RNA, partial 


Firmicutes; 


144836 Bacteria_16S 
peptidovorans DSM 11002 16S ribosomal R 
peptidovorans DSM 11002 Bacteria; Syner 
Dethiosulfovibrio. 

144836 Bacteria_16S 


12261 Bacteria; Synergistetes; 
144836 Bacteria_16S 
strain AM1114 16S ribosomal RNA, partia 
Firmicutes; Clostridia; Clostridiales; 

144836 Bacteria_16S 
strain s840-96-2 16S ribosomal RNA, par 
Firmicutes; Clostridia; Clostridiales; 

144836 Bacteria_16S 
strain CCUG 47334 
Bacteria; Firmicutes; 
144836 Bacteria_16S 

strain WAL 14325 
Fusobacteria; Fusobacteriales; 
144836 Bacteria_16S 
sibiricum strain Z-7981 16S ribosomal R 
Bacteria; Firmicutes; Clostridia; Clost 
144836 Bacteria_16S 
californiensis strain APO 16S ribosomal 
californiensis Bacteria; Firmicutes; Cl 
144836 Bacteria_16S 
acetigenes strain Lup33 16S ribosomal R 
Bacteria; Firmicutes; Clostridia; Clost 
Sporanaerobacter. 
144836 Bacteria_16S 
marinus strain srl2 16S ribosomal RNA, 
Bacteria; Synergistetes; Synergistia; 

144836 Bacteria_16S 


Synergis 


Clostridia; Clost 


Fusobact 


s 


sapomandens Bacteria; Clost 
144836 Bacteria_16S 
strain IFO 16238 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
144836 Bacteria_16S 


aurantiacum strain YU438-5 16S ribosoma 


Firmicutes; 


Micromonosporaceae; Virgisporangium. 
144836 Bacteria_16S 
ochraceum strain YU655-43 16S ribosomal 
ochraceum Bacteria; Actinobacteria; Act 
Micromonosporaceae; Virgisporangium. 


482991 483042 11 
acidaminovorans strain sr15 16S ribosomal RNA, partial 
Synergistetes; 
633700 633743 19 
6S ribosomal RNA, partial sequence 633402 63487 
Fusobacteriaceae; 
670021 670064 19 
ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 
994482 994533 11 
strain glu 65 16S ribosomal RNA, parti 
Clos 


1114143 1114209 20 


1200362 1200413 11 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 
Synergistales; 
1222973 1223024 11 


1613574 1613625 11 


1720294 1720337 19 
16S ribosomal RNA, partial sequence 1719990 17214 
Cetobacterium. 

219878117 
NA, partial sequence 2103827 2105235 Anoxyn 
Clostridiaceae; 
219857574 
RNA, partial sequence 

Clostridiales; 
219857563 
NA, partial sequence 22537 


2104109 2104160 11 


2237326 2237377 11 


2254066 2254117 11 


2351086 2351137 11 


2838254 2838304 11 


2940856 2940906 11 


2942372 2942422 11 


gi|21984632 


3856288 38577 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
148811 148854 19 


gi| 26567896 


148511 15001 


gi| 26567892 


200572 20203 


Clostridiales Family XI. 


62 


62 


62 


62 
Clostridia; 


85 
sequence 


77 
gistetes; 
62 
tia; 
62 


1 sequence 


62 


16S ribosomal RNA, partial sequence 


Synergistia; 


NA, partial sequ 


26567872 
sequence 


gi 


gi| 26567862 


Fusobacterium. 
265678602 
669757 67122 


gi 


gi| 26567838 


gi| 26567829 


1113840 11153 
Actinobacteria; Actinobacteridae; Actinomycetales; Kine 
1171647 1171714 11 


gi 


gi 


gi 


Synergistales; 


al sequence 994185 995652 
tridiales; 


osporiineae; 
228719312 
ence 11713 
Synergistia; Synergistales; 
228715386 

12000 
Synergistaceae; 
219878346 
1222664 12241 
Clostridiaceae; 
1417938 1417989 11 


4|ref|NR_025914.1 


3|ref|NR_029271.1 


9|ref|NR_029237.1 


Incertae Sedis; 
9|ref|NR_029034.1 
482698 484170 


8|ref|NR_028933.1 


3 Fusobacterium 


ref |NR_028907.1 


1|}ref|NR_028683.1 
Clostridiales 


9|ref|NR_028600.1 


ref|NR_027582.1 


ref|NR_027531.1 


ref|NR_025485.1 


Synergistaceae; 


Family XII. 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 
Helcococcus. 


Dethiosulfovibrio 
Dethiosulfovibrio 
Dethiosulfovibrio. 
Fusobacterium equinum 
equinum Bacteria; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Acidaminobacter 
Acidaminobacter 
Incertae 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
Kineosporiaceae; Kineosporia. 


Dethiosulfovibrio 


45 1172849 Dethiosulfovibrio 
Synergistaceae; 


Aminobacterium 


61 1201579 Aminobacterium colombiense DSM 
Aminobacterium. 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 
Caminicella. 


gi| 224581446 |ref|NR_027228.1| Helcococcus ovis 
tial sequence 1417633 1419055 Helcococcus ovis Bacteria; 
Clostridiales Family XI. Incertae Sedis; Helcococcus. 
62 gi| 219878467 |ref|NR_025606.1| Helcococcus sueciensis 
1613259 1614770 Helcococcus sueciensis 
ridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
62 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 


eriaceae; 
62 


ridiales; 
62 


ostridia; 
62 


ridiales; 
62 
62 
ridia; 


62 


62 


62 


144836 Bacteria_16S 


2955970 2956020 11 


62 


partial sequence 
ynergistales; 
2428701 2428752 11 
sapomandens strain DSM 3223 16S ribosomal RNA, partial 
Clostridiales; 
219856898 
tial sequence 2837959 28394 
omycetales; Micrococcineae; 
219856829 
1 RNA, partial sequence 

aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


Clostridiales Family 


gi 
gi 
sequence 


gi 


gi 


gi 


gi 


219857493 

23507 
Synergistaceae; 
219857438 


Peptococcaceae; 


Actinomycetales; 


219856828 
RNA, partial sequence 
inobacteridae; Actinomycetales; 


219856819 


59 Cetobacterium 


ref|NR_025256.1 
Anoxynatronum. 
ref|NR_025162.1 

2237029 223848 
Clostridiaceae; T 
ref|NR_025151.1 
47 2255269 Sporan 
XI. Incerta 


ref|NR_025081.1 
96 2352265 Dethio 
Dethiosulfov 
ref |NR_025026.1 

2428395 242981 
Desu 
ref|NR_024717.1 
Microbacteriac 
ref |NR_024648.1 

2940579 294204 
Micromon 


ref |NR_024647.1 
2942098 294356 
Micromonos 


ref 


somerae Bacteria; 


Anoxynatronum 
atronum sibiricum 


Tindallia 

3 Tindallia 

indallia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 
Desulfotomaculum 

8 Desulfotomaculum 
1lfotomaculum. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


NR_024638.1 


Microbacterium 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 


ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


144836 Bacteria_16S 2957429 2957479 11 62 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

144836 Bacteria_16S 2958889 2958939 11 62 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

144836 Bacteria_16S 2975775 2975826 11 62 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

144836 Bacteria_16S 3101351 3101402 11 62 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

144836 Bacteria_16S 3317909 3317956 11 58 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

144836 Bacteria_16S 3322483 3322534 11 62 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

144836 Bacteria_16S 3398505 3398544 23 62 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

144836 Bacteria_16S 4071854 4071905 11 62 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

144836 Bacteria_16S 110789 110835 13 59 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 


strain BR 16S rib 
Spi 


Spirochaetes; 


osomal RNA, partial sequence 
rochaetales; 


110499 11199 
Spirochaetaceae; Treponema. 


2 Treponema maltophilum Bacteria; 


144836 Bacteria_16S 295352 295426 13 85 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

144836 Bacteria_16S 695877 695935 1 59 gi|265678585|ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

144836 Bacteria_16S 745678 745735 4 62 gi| 265678549 |ref|NR_028853.1| Acinetobacter tandoii 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter tandoii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

144836 Bacteria_16S 752553 752610 4 62 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

144836 Bacteria_16S 1127724 1127798 13 85 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 


pametensis Bacter 


Helicobacter. 


144836 Bacteria_16S 
1279 16S ribosoma 
Deinococcus-Thermus; 
144836 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


144836 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


144836 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


144836 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


144836 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 
144836 Bacteria_ 
strain 4822 16S r 
Tenericutes; Moll 


16S 


ia; Proteobacteria; Epsilonproteobacte 


1157930 1158016 1 
1 RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
1263647 1263693 13 59 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1431809 1431878 9 77 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
2193365 2193451 1 85 gi 
n WR-30 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2389128 2389178 9 59 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2474089 2474139 9 59 gi 
ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
2475584 2475634 9 59 gi 


85 gi 


ria; 


v 


uence 


quence 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Campy 


228721491 
1157686 1159115 Meiot 
Meiothermus. 
219846655 
sequence 
Spirocha 
224581434 
ence 14315 
eptospiril 
219857603 


Thermales; 
219857467 
2388858 23902 


219857400 
asmataceae 


219857399 
2475319 2476773 Mycoplasma fastidiosum Bacteria; 


lobacterales; He 
ref|NR_027614.1 


hermus ruber DSM 


ref|NR_026247.1 

1263357 126483 
etaceae; Trepone 
ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_025191.1 
193088 219457 
Thermaceae; Mei 
ref|NR_025055.1 


ND 


ref|NR_024988.1 
2473825 247526 
; Mycoplasma. 


licobacteraceae; 


Meiothermus ruber DSM 
1279 Bacteria; 


Treponema 

5 Treponema 

ma. 

Leptospirillum 
pirillum ferrooxidans 


Meiothermus 

0 Meiothermus 
othermus. 
Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Mycoplasma 
8 Mycoplasma 


ref |NR_024987.1 


Mycoplasma fastidiosum 


144836 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; 


strain ATCC 29543 


Bacteria; 


Proteobacteria; 


Proteobacteria; 
effusa strain AP1 
Bacteria; 


Bacteria; 


Bacteria; 


Epsilonproteobacteria; Campylobacterale 
144836 Bacteria_16S 
strain BVl 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
144836 Bacteria_16S 
strain Hbl 16S ribosomal RNA, partial sequence 


3697160 3697234 13 85 gi 
S; 
3817251 3817325 13 85 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylob 
144836 Bacteria_16S 
strain ST1 16S ribosomal RNA, partial sequence 


3821836 3821910 13 85 gi 
Ss; 
3884199 3884253 5 59 gi 
icutes; Mycoplasmataceae; Mycoplasma. 
275578 275643 13 TT gi 


Epsilonproteobacteria; Campylobacterales; 
144836 Bacteria_16S 


386191 386252 1 62 gi 
03 16S ribosomal RNA, partial sequence 


527455 527516 1 62 gi 
G 16S ribosomal RNA, partial sequence 
841232 841293 1 


62 gi 


219846438 
6S ribosomal RNA, partial sequence 3696887 36983 
Epsilonproteobacteria; Campylobacterale 
144836 Bacteria_16S 


265678876 
275297 27676 
Helicobacteraceae; 
265678797 
38592 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 
144836 Bacteria_16S 
aerosaccus strain 


265678700 
52719 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


144836 Bacteria_16S 265678485 


Helicobacteraceae; 
219846351 

38169 
acterale 
219846348 
3821543 38230 
Helicobacteraceae; 
219846306 
3883911 38853 


ref |NR_026029.1 
08 Helicobacter 
ref |NR_025942.1 
Ss; 
ref|NR_025939.1 
20 Helicobacter 
Hel 


ref|NR_025896.1 


ref |NR_029182.1 
1 Helicobacter 
Hel 
ref|NR_029102.1 
Sinobacteraceae; 
ref|NR_029005.1 


Moraxellaceae; 
ref|NR_028788.1 


54 3818434 Woline 
Helicobacteraceae; 


1 387397 Hydroc 


Helicobacter trogontum 
trogontum Bacteria; 


Helicobacter. 


Wolinella succinogenes 
lla succinogenes 
Wolinella. 
Helicobacter muridarum 
muridarum Bacteria; 


icobacter. 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Helicobacter bilis 
bilis Bacteria; 


icobacter. 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Enhydrobacter 


2 528675 Enhydrobacter aerosaccus 
Enhydrobacter. 


Marinospirillum 


alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 
978911 978948 22 59 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 


144836 Bacteria_16S 
strain II-2 16S r 


Bacteroidetes; 


barnesii strain §S 
Bacteria; 


strain SB2B 16S r 


Proteobacteria; 


Bacteria; Proteob 


144836 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


144836 Bacteria_16S 


HTCC2155 strain H 
HTCC2155 Bacteria 


144836 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


144836 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


144836 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


144836 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


144836 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


144836 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


144836 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


Sphingobacteria; 
144836 Bacteria_16S 


Gammaproteobacteria; Alteromonadales; 
144836 Bacteria_16S 
insulare strain K 


ibosomal RNA, partial sequence 

Sphingobacteriales; 
980389 980450 1 62 gi 
ES-3 16S ribosomal RNA, partial sequence 


1011169 1011221 9 62 
ibosomal RNA, partial sequence 


gi 


1050900 1050961 1 62 gi 
16S ribosomal RNA, partial sequence 


1269824 1269901 1 77 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacteria 
1371322 1371407 1 84 gi 
TCC2155 16S ribosomal RNA, partial seque 


2088782 2088843 1 

1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 

2292308 2292373 13 77 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2331541 2331606 13 77 gi 
NLEP-16143 16S ribosomal RNA, partial s 
ia; Proteobacteria; Epsilonproteobacteri 


62 gi 


Ne 


Ss; 


978631 98004 
Saprospiraceae; 
265678390 
98009 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
144836 Bacteria_16S 265678370 
1010904 10123 
Shewanellaceae; 
265678343 
10506 
acteria; Gammaproteobacteria; Oceanospirillales; 
219846400 
sequence 

; Desulfobacterales; 


228718145 


nce 


; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; 
219878130 
2088549 2089942 Nevskia ramosa Bacteria; 
vskia. 
219857536 
22920 
Helicobacteraceae; 
219857508 
equence 
Campylobacterales; 


a; 


2563003 2563068 13 77 gi 
rain MU97-1514 16S ribosomal RNA, partia 
cteria; Proteobacteria; Epsilonproteobac 


2604461 2604522 1 62 
ibosomal RNA, partial sequence 


gi 


psilonproteobacteria; Campylobacterale 
3211821 3211886 13 77 gi 
in CCUG 35045 16S ribosomal RNA, partial 
eria; Proteobacteria; Epsilonproteobacte 


S; 


144836 Bacteria_16S 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 


219857335 
1 sequence 2562731 25641 
teria; 


219857265 
2604168 26056 


ria; 


3243722 3243783 1 62 gi 


219846758 


Helicobacteraceae; 
219846780 
sequence 3211554 32129 


8 Lewinella coh 
Lewinella. 
ref |NR_028692.1 


ref |NR_028672.1 


ref |NR_028645.1 


ref|NR_025991.1 
1269526 12709 
De 


ref|NR_027571.1 


ref |NR_025269.1 


ref|NR_025124.1 


ref|NR_025096.1 
2331268 23327 


ref|NR_024923.1 


Campylobacterale 


ref|NR_024896.1 


ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
2671405 2671470 13 77 gi| 219857208 |ref|NR_024836.1 
6S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter 


Hel 


ref |NR_026372.1 


Campylobacterales; 


ref |NR_026350.1 


31 1052062 Marino 
Marinospirillum. 


6 
sulfobacteraceae; 


1371035 137251 
Lentisphaera. 


2 
He 


5 
Ss; 


7 


aerens Bacteria; 


Sulfurospirillum 


9 981569 Sulfurospirillum barnesii 
Campylobacteraceae; 


Sulfurospirillum. 
Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 
Shewanella. 


Marinospirillum 
spirillum insulare 


Desulfonema 
5 Desulfonema 
Lentisphaera araneosa 


2 Lentisphaera araneosa 


Nevskia ramosa strain 
Proteobacteria; 


Helicobacter aurati 


20 2293474 Helicobacter aurati Bacteria; 
Helicobacter. 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Helicobacter ganmani 


ganmani Bacteria; 
icobacter. 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Desulfonatronovibrio 


3243444 3244946 Desulfonatronovibrio 


hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 


Desulfonatronovib 


rio. 


144836 Bacteria_16S 


strain CIP 103259 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
144836 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


144836 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


144836 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


144836 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


144836 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


144836 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


144836 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


144836 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


144836 Bacteria_16S 


strain icterohaem 
Bacteria; Spiroch 


144836 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


144836 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


144836 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


144836 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


144836 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


144836 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


144836 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


144836 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


144836 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


144836 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


144836 Bacteria_16S 


thermohalophila s 
thermohalophila B 


144836 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


3413744 3413793 13 62 gi 
16S ribosomal RNA, partial sequence 

no 
3621049 3621106 5 62 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; Fusoba 
3634800 3634865 13 77 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3646986 3647051 13 77 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3650036 3650097 1 62 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3801914 3801979 13 77 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3818774 3818839 13 77 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3820305 3820370 13 77 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


ob 


Ss; 


et 


Ss; 


Ss; 


rt 
er 


3826415 3826480 13 77 gi 


219846635 


219846491 


219846482 


219846473 


3646715 36481 


219846471 
3649747 36512 


219846361 
3801626 38030 


219846350 
3818485 38199 


219846349 


219846345 


ref|NR_026227.1 
34134 


mycineae 


¢ Ac 
ref 


sequ 


NR_026083.1 
ence 362084 
s; Fusobacteriac 
ref |NR_026074.1 
29 3635951 Helic 
s; Helicobacter 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Hel 
ref |NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref|NR_025940.1 
ence 382000 
ylobacterales; H 


partial 
cteriale 


36345 


acterale 


Helicob 


hylococec 


Helicob 


Helicob 


ial sequ 
ia; Camp 


ref|NR_025935.1 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
15277. 15325 11 59 gi 
orrhagiae RGA 16S ribosomal RNA, parti 
aetes; Spirochaetales; Leptospiraceae; 
27497 27545 12 60 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
129148 129196 12 60 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
263498 263546 12 60 gi 
n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
328788 328839 11 62 gi 
strain JW/Z-1 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

424780 424828 12 
RNA, partial sequence 
avobacteriales; 


S; 


al 
L 


Flavobact 


gi 
ae 


se 
VO. 


al 
CE: 
60 gi 
Flavobacteriaceae; For 
443312 443360 12 60 gi 
HTCC2559 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
519826 519874 12 60 gi 
R-9192 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
521354 521402 12 60 gi 
n R-9106 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
538149 538201 11 62 gi 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

565675 565723 12 60 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; 


mo 


ob 


Ss; 


F 


591143 591191 12 60 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
601645 601693 12 60 gi 
2SM29 16S ribosomal RNA, partial sequ 


idetes; Flavobacteria; Flavobacteriales; 


144836 Bacteria_16S 


defluvii strain B 


621507 621555 12 60 gi 
2 16S ribosomal RNA, partial sequence 


3826129 38276 


265679053 


265679045 
27210 


265678976 
128870 13034 


265678884 


265678841 


265678771 
424476 425990 Formo 


265678759 
equence 


265678705 
ence 51954 


265678704 
quence 
vobacteria 
265678693 
sequence 
dae; 


265678675 
sequence 
lavobacter 


265678658 
sequence 
acteroidal 
265678651 
ence 60134 


265678637 


Helicobacteraceae; Heli 
ref |NR_029361.1 
e 15032 16427 
a. 


ref 


sequenc 
eptospir 
NR_029353.1 
28718 
eriaceae 


7 Co 
ref 


enonia. 
NR_029284.1 


ella. 
ref|NR_029190.1 
263191 264674 
les; Flavobacter 
ref |NR_029146.1 
e 328486 329942 
Clostridiales F 


Prevot 


v 


quence 
bacteria 


sequenc 
idiales; 


ref 
saa 


NR_029076.1 
lgae Bacteri 
sa. 
ref|NR_029064.1 

443005 444493 
es; Flavobacteri 
ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref|NR_028998.1 

537853 539333 
omycetales; Cory 


acterial 


Flavoba 


Actin 


ref|NR_028980.1 
565378 566823 
iales; Flavobact 


ref |NR_028963.1 

590846 592357 
es; Marinilabiac 
ref |NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 


Flavoba 


73 3414913 Actino 
tinomycetace 


fo} 
a 


Actinomyces israelii 

myces israelii Bacteria; 

ae; Actinomyces. 
Fusobacterium 

0 3622170 Fusobacterium 

eae; Fusobacterium. 
Helicobacter rodentium 

bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 
i 


cobacter. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter felis 


02 Helicobacter felis Bacteria; 


cobacter. 
Leptospira interrogans 
Leptospira interrogans 


Coenonia anatina 


Coenonia anatina Bacteria; 


Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Psychroserpens 
Psychroserpens 
iaceae; Psychroserpens. 
Sedimentibacter 
Sedimentibacter 

amily XI. Incertae 


Formosa algae strain 
a; Bacteroidetes; 


Croceibacter 
Croceibacter 
aceae; Croceibacter. 
Flavobacterium 
acterium micromati 
obacterium. 
Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 
Mycobacterium 
Mycobacterium 
nebacterineae; 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Anaerophaga 
Anaerophaga 
eae; Anaerophaga. 
Gelidibacter 
bacter mesophilus 
dibacter. 


ref|NR_028942.1 
621229 622643 Chryse 


Chryseobacterium 
obacterium defluvii 


Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 


144836 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


144836 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


144836 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


144836 Bacteria_16S 


676209 676285 11 


nergistia; Synergistales; 
744268 744316 12 


avobacteria; 
800059 800107 12 


avobacteria; 
864000 864048 12 


bosomal RNA, partial sequence 
bosomal RNA, partial sequence 
Flavobacteriales; 


ribosomal RNA, partial sequence 
Flavobacteriales; 


ruestringensis strain Bl 16S ribosomal RNA, partial sequence 


ruestringensis Bacteria; Bacteroidetes; Flavobacteria; 
144836 Bacteria_16S 
strain IC166 16S ribosomal RNA, partial sequence 


Bacteroidetes; Fl 


144836 Bacteria_16S 
strain KMM 3516 16S ribosomal RNA, par 


vladivostokensis 
vladivostokensis 
Vitellibacter. 


144836 Bacteria_16S 


strain 14 16S rib 


Actinobacteria; Actinoba 
144836 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 


144836 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


144836 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


144836 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


144836 Bacteria_16S 
AT1047 16S ribosomal RNA, partial sequence 


Flavobacteria; Fl 


144836 Bacteria_16S 


strain AT1013 16S 


Bacteroidetes; Fl 


144836 Bacteria_16S 


strain E58 16S ri 


144836 Bacteria_16S 


OT-1 16S ribosoma 
Fl 


6S ribosomal RNA, partial sequence 1124514 11259 
avobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 
1167012 1167060 12 60 gi|228719858|ref|NR_027586.1 
ibosomal RNA, partial sequence 1166738 1168192 Psychroflexus 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psyc 
1191233 1191301 11 78 gi|228715750|ref|NR_027538.1 
ribosomal RNA, partial sequence 1190944 1192406 Persephonella 
cales; Hydrogenothermaceae; Persephonella. 
1272787 1272835 12 60 gi|219846220|ref|NR_025810.1 
1272544 1273908 Sejongia jeonii Bacte 
avobacteriales; Flavobacteriaceae; Sejongia. 
1274209 1274257 12 60 gi|219846219|ref|NR_025809.1 
ribosomal RNA, partial sequence 1273959 12753 
avobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 
1366699 1366759 18 77 gi|228718799|ref|NR_027576.1 
bosomal RNA, complete sequence 1366379 1367926 Chlamydophila 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
1374404 1374452 12 60 gi|228717906|ref|NR_027568.1 
1 RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 


Flavobacteria; 


144836 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


144836 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


144836 Bacteria_16S 
n R-8899 16S ribosomal RNA, partial se 
Flavobacteria; 


gelidilacus strai 
gelidilacus Bacte 


144836 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


144836 Bacteria_16S 
joostei strain LMG 18212 16S ribosomal RNA, partial seque 


joostei Bacteria; 


144836 Bacteria_16S 
in LMG 13028 16S ribosomal RNA, partia 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


144836 Bacteria_16S 


strain NNO15860 1 
Bacteroidetes; Fl 


1027916 1027964 12 


avobacteria; 
1071944 1071992 12 


Bacteria; Bacteroidetes; 


1101885 1101936 11 
osomal 


1104975 1105022 12 
in A40 16S ribosomal 
idetes; Bacteroidia; 
1124794 1124842 12 


avobacteriales; 
1543940 1543988 12 


avobacteria; 
1627180 1627228 12 


idetes; Flavobacteria; 
1712588 1712636 12 


Bacteroidetes; 
1785406 1785454 12 


ria; 
cteroidia; Bacteroidales; 
1919363 1919411 12 


Bacteroidetes; 
1920871 1920919 12 


eria; Bacteroidetes; 


2062744 2062792 12 


avobacteria; Flavobacteri 


144836 Bacteria_16S 


2064266 2064314 12 


Flavobacteriales; 


85 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
675861 677456 Anaerobaculum mobile Bacteria; 
Synergistaceae; Anaerobaculum. 
60 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
744001 745418 Psychroflexus tropicus Bacteria; 
Flavobacteriaceae; Psychroflexus. 
60 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
799765 801236 Kaistella koreensis Bacteria; 
Flavobacteriaceae; Kaistella. 
60 gi| 265678469 |ref|NR_028772.1| Muricauda 
863710 865135 Muricauda 
Flavobacteriales; Flavobacteriaceae; Muricauda. 
60 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
1027642 1029054 Cellulophaga algicola Bacteria; 
Flavobacteriaceae; Cellulophaga. 
60 gi| 265678329 |ref|NR_028631.1| Vitellibacter 
tial sequence 1071687 1073086 Vitellibacter 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
62 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 


RNA, partial sequence 
cteridae; Actinomycetales; Micr 


60 


RNA, partial sequ 
Bacteroidales; 


60 


Flavobacteriaceae; 


60 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


60 


-9014 16S ribosomal RNA, partial seque 
Flavobacteriale 


60 


60 


16S ribosomal RNA, partial sequence 


1101592 11031 


265678305 
ence 11046 


gi 


Ba 


gi|224581403 


Kordia. 
gi|219857262 
1543657 15451 
Flavobact 
gi|219878458 
nce 16269 
S; 
219878399 
quence 
Flavobacteria 
gi|219878345 
17851 


gi 


6S ribosomal RNA, partial sequence 2062466 20639 


Porphyromonadaceae; Dysgonomonas. 

60 gi| 219878248 |ref|NR_025387.1 
nce 1919085 192055 
Flavobacteria; Flavobacteriales; Flavobacteriace 
60 gi| 219878247 |ref|NR_025386.1 
1 sequence 1920604 192206 
Flavobacteria; Flavobacteriales; Flavobacte 
60 gi| 219878148 |ref|NR_025287.1 

37 Cellulophaga 

ales; Flavobacteriaceae; Cellulophaga. 

60 gi| 219878147 |ref|NR_025286.1 


cteroidace 


eriaceae 


Flavoba 


; Microbacteriac 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides 
ref|NR_027184.1 


ref|NR_024893.1 


; Arenibacter. 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025538.1 
1712309. 171377 
les; Flavobacter 
ref|NR_025484.1 
30 1786580 Dysgon 


01 Agromyces rhizospherae Bacteria; 
ococcineae; 


eae; Agromyces. 
Bacteroides 
oides acidifaciens 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 

Persephonella marina 
marina EX-H1l Bacteria; 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Flavobacterium 
acterium frigoris 
obacterium. 
Flavobacterium 

7 Flavobacterium 
iaceae; Flavobacterium. 
Dysgonomonas mossii 
omonas mossii Bacteria; 


Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 

riaceae; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


strain NN0O15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 


Bacteroidetes; Fl 


avobacteria; 


Flavobacteriales; 


Flavobacteriaceae 


Cellulophaga. 


v 


144836 Bacteria_16S 


KMM 3909 16S ribo 
Flavobacteria; Fl 


144836 Bacteria_16S 
glaciale strain ACAM 644 


glaciale Bacteria 


144836 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


144836 Bacteria_ 


omnivorum strain 


omnivorum Bacteri 
144836 Bacteria_ 
xinjiangense stra 
xinjiangense Bact 
144836 Bacteria_ 


strain 462/2 16S 


Tenericutes; Moll 
144836 Bacteria_ 
guaymasensis stra 
Bacteria; Aquific 
144836 Bacteria_ 
galactanivorans s 
galactanivorans B 
144836 Bacteria_ 
strain Loup-1 16S 
Ba 


Bacteroidetes; 


144836 Bacteria_ 
strain LMG11607 1 
Fl 


Bacteroidetes; 


144836 Bacteria_ 
sublithincola str 
sublithincola Bac 
144836 Bacteria_ 


Bacteria; 


144836 Bacteria_ 


Synergistetes; 


144836 Bacteria_ 
strain ACAM 81 16 
Fl 


Bacteroidetes; 


144836 Bacteria_ 
strain KMM 3677 1 


Bacteroidetes; 


Bacteroidetes; 


Bacteroidetes; 


Salegentibacter. 


144836 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; 


Bacteroidetes; 


Bacteria; 


Bacteroidetes; 


Fl 
144836 Bacteria_ 
strain KMM 3676 1 
Fl 
144836 Bacteria_ 
strain KMM 3526 1 
Fl 
144836 Bacteria_ 
holothuriorum str 
holothuriorum Bac 


Ba 
144836 Bacteria_16S 
strain KMM 3664 1 
Fl 
144836 Bacteria_16S 
hydrogeniphila st 
hydrogeniphila Ba 
144836 Bacteria_16S 
troitsensis strai 
troitsensis Bacte 
144836 Bacteria_16S 
limicola strain S 
Bactero 


2096430 2096478 12 


avobacteriales; 
2105539 2105587 12 


; Bacteroidetes; 
2141842 2141890 12 
ain D30 
teria; Bacteroidetes; 
16S 2179698 2179746 12 
AS 1.27 
a; Bacteroidetes; 


16S 2181214 2181262 12 


eria; 
16S 


Bacteroidetes; 
2206999 2207047 11 


60 


somal RNA, partial sequence 2096154 2097581 Meson 
Flavobacteriaceae; Mes 


60 


16S ribosomal RNA, partial seq 
Flavobacteria; 


60 


16S ribosomal RNA, partial seq 
Flavobacteria; 


60 


47 16S ribosomal RNA, partial s 
Flavobacteria; 


60 


in AS 1.2749 16S ribosomal RNA, partia 
Flavobacteria; 


59 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi|219878124 
onia. 
219878116 
uence 
acteriales 
219857640 
uence 
lavobacter 
219857613 
equence 
bacteriale 
219857612 
1 sequence 
Flavobacteri 
gi| 219857594 
2206719 22081 


gi 


Flavob 

gi 
F 
gi 


Flavo 
gi 


ref 
iaa 


Mesonia algae strain 
a; Bacteroidetes; 


NR_025263.1 
lgae Bacteri 


Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Tenacibaculum 
7 Tenacibaculum 


ref|NR_025255.1 
2105286 210665 
; Cryomorphaceae 
ref|NR_025229.1 
2141553 214301 


v 


Tenacibaculum. 


iales; Flavobact 
ref|NR_025202.1 

2179421 218088 
s; Flavobacteri 
ref|NR_025201.1 

2180937 218240 
ales; Flavobact 
ref |NR_025182.1 


a 


e 


eriaceae; 
Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 

riaceae; Flavobacterium. 
Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


16S 2231196 2231264 11 78 gi|219857578|ref|NR_025166.1| Persephonella 

in H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 

ae; Aquificales; Hydrogenothermaceae; Persephonella. 

16S 2392188 2392236 12 60 gi|219857465|ref|NR_025053.1| Zobellia 

train Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 

acteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

16S 2393704 2393752 12 60 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 

ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 

cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

16S 2407355 2407403 12 60 gi|219857455|ref|NR_025043.1| Riemerella columbina 

6S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 

avobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

16S 2422829 2422877 12 60 gi| 219857443 |ref|NR_025031.1| Aequorivita 

ain QSSC9-3 16S ribosomal RNA, partial sequence 2422553 2423991 Aequorivita 

teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

16S 2433245 2433293 12 60 gi|219857432|ref|NR_025020.1| Flavobacterium 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 

Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

16S 2559954 2560010 6 62 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 

strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

16S 2632116 2632164 12 60 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 

S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 

avobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

16S 2683574 2683622 12 60 gi|219857200|ref|NR_024828.1| Zobellia russellii 

6S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 

avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

16S 2685016 2685064 12 60 gi|219857199|ref|NR_024827.1| Zobellia laminariae 

6S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 

avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

16S 2686485 2686533 12 60 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 

6S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 

avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

16S 2690971 2691019 12 60 gi|219857195|ref|NR_024823.1| Salegentibacter 

ain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 

teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

2701458 2701506 12 60 gi| 219857187 |ref|NR_024815.1| Prevotella shahii 
ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

2710417 2710465 12 60 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
6S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2727131 2727199 11 78 gi|219857169|ref|NR_024797.1| Persephonella 
rain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
cteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

2737629 2737677 12 60 gi|219857162|ref|NR_024790.1| Arenibacter 
n KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

2742024 2742072 12 60 gi|219857159|ref|NR_024787.1| Flavobacterium 
T-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

2811064 2811112 12 60 gi|219857109|ref|NR_024737.1| Tenacibaculum 


144836 Bacteria_16S 


amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 
amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 


2810779 281222 


2 Tenacibaculum 


144836 Bacteria_16S 2812558 2812606 12 60 gi 
mesophilum strain MBIC1140 16S ribosomal RNA, partial s 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flav 
144836 Bacteria_16S 2817095 2817142 11 59 gi 
cateniformis strain JCM 10604 16S ribosomal RNA, partia 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Ery 
Coprobacillus. 

144836 Bacteria_16S 2981835 2981895 18 77 gi 
pneumoniae strain TW-183 16S ribosomal RNA, partial seq 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydi 
144836 Bacteria_16S 3015358 3015406 12 60 gi 
strain 1145589 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromona 
144836 Bacteria_16S 3409219 3409267 12 60 gi 
strain ATCC 51270 16S ribosomal RNA, partial sequence 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Po 
144836 Bacteria_16S 3548327 3548375 12 60 gi 
cangingivalis strain VPB 4874 16S ribosomal RNA, partia 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bac 
144836 Bacteria_16S 3680665 3680721 22 77 gi 
filamentus strain 215 16S ribosomal RNA, partial sequen 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriale 
144836 Bacteria_16S 3701686 3701734 12 60 gi 
strain C8ST5 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
144836 Bacteria_16S 3703213 3703261 12 60 gi 
anatipestifer strain ATCC 11845 16S ribosomal RNA, part 
anatipestifer Bacteria; Bacteroidetes; Flavobacteria; F 
144836 Bacteria_16S 3750698 3750746 11 59 gi 
ovipneumoniae strain Y-98 16S ribosomal RNA, partial se 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycopl 
144836 Bacteria_16S 3814155 3814203 12 60 gi 
salegens strain DSM 5424 16S ribosomal RNA, partial seq 
salegens Bacteria; Bacteroidetes; Flavobacteria; Flavob 
144836 Bacteria_16S 3842994 3843042 12 60 gi 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavob 
144836 Bacteria_16S 3862646 3862694 12 60 gi 
strain Q-1 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; 
144836 Bacteria_16S 3865685 3865733 12 
strain 7728-L6C 1 
Bacteroidetes; Bacteroidia; 
144836 Bacteria_16S 3895055 3895115 18 77 gi 
strain HAR-13 16S ribosomal RNA, complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
144836 Bacteria_16S 3981533 3981581 12 60 
strain KMM 6029 1 
Bacteroidetes; Flavobacteria; 
144836 Bacteria_16S 3985999 3986047 12 
strain KMM 6050 1 
Bacteroidetes; Flavobacteria; 
144836 Bacteria_16S 3987480 3987528 12 
strain KMM 6020 1 
Bacteroidetes; Flavobacteria; 
144836 Bacteria_16S 3988958 3989006 12 
strain KMM 6034 1 
Bacteroidetes; Flavobacteria; Flavobacteriales; 
144836 Bacteria_16S 3990446 3990494 12 60 
KMM 6031 16S ribo 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pib 
144836 Bacteria_16S 3991941 3991989 12 60 gi 
mishustinae strain KMM 6049 16S ribosomal RNA, partial 
mishustinae Bacteria; Bacteroidetes; Flavobacteria; Fla 
144836 Bacteria_16S 4012932 4012980 12 60 gi 
strain KMM 3944 1 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
144836 Bacteria_16S 4014412 4014460 12 60 gi 
epiphytica strain KMM 3906 16S ribosomal RNA, partial s 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flav 


ob 
1 


si 


ue 
ac 


da 


rp 


4: 
te 


ce 
Ss; 
ct 


ia 
la 


qu 
as 


ue 
: ac 
eq 
ac 


Rikenellacea 
60 gi 


e; 


Bacteroidales; Porphyromonada 


gi 


Flavoba 
gi 


Flavobacteriales; 
60 


ct 


Flavobact 


gi 


Flavobacteriales; 
60 


Flavobact 


gi 


Flavobacteriales; 
60 


Flavoba 
gi 


ct 


OC 


se 


VO. 


ct 


eq 
ob 


219857108 
eq 


uence 


219846935 


nce 
eae; 


ceae; 


34089 


219846450 


36803 


ence 


nce 
teriales 


219846333 


uence 
teriales 


219846320 
3862330 38638 


Rikenel 


219846318 
6S ribosomal RNA, partial sequence 3865370 38668 
Po 
219846298 
3894733 38962 


ceae; 


219846237 
6S ribosomal RNA, partial sequence 3981260 39826 


eriaceae 


219846234 
6S ribosomal RNA, partial sequence 3985718 39871 


eriaceae 


219846233 
6S ribosomal RNA, partial sequence 3987206 39886 


eriaceae 


219846232 
6S ribosomal RNA, partial sequence 3988683 39901 


eriaceae 


219846231 
somal RNA, partial sequence 3990163 3991609 Piboc 


ella. 


219846230 


quence 
bacteria 


219846214 
6S ribosomal RNA, partial sequence 4012648 40140 


eriaceae 


219846213 


uence 
acterial 


144836 Bacteria_16S 4015891 4015939 12 60 gi 
thalassocola strain KMM 3907 16S ribosomal RNA, partial s 


219846212 


equence 


acterial 
219856912 
sequence 
pelotric 


Chl 
219846913 
3015068 30165 
Dy 
219846638 


hyromona 
219846544 
sequence 
roidales; 


Flavoba 
219846435 
3701387 37028 
eriaceae 
219846434 
1 sequen 
vobacter 
219846398 


mataceae 
219846353 


ref |NR_024736.1 
2812273 281371 
es; Flavobacteri 
ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


ref|NR_026527.1 
2981577 298305 
amydophila. 
ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 
ref |NR_026230.1 
32 3410401 Porphy: 
daceae; Porphyro 
ref |NR_026136.1 
3548038 354952 
+ Porphyromonada 
ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref |NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_025989.1 
3750418 375189 
; Mycoplasma. 
ref|NR_025944.1 
3813879 381534 
; Flavobacteriac 
ref |NR_025923.1 
3842717 384417 
; Flavobacteriac 
ref|NR_025910.1 


la. 
ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025888.1 


ref|NR_025827.1 


¢° Bi 
ref 


zionia. 
NR_025824.1 


, Gr 
ref 


amella. 
NR_025823.1 


, Aq 
ref 


uimarina. 

NR_025822.1 
7 Gi 
ref 
ella 


llisia. 
NR_025821.1 
ponti Bacte 


ref |NR_025820.1 

3991660 399309 
les; Flavobacter 
ref |NR_025804.1 
; Winogradskyell 
ref|NR_025803.1 
4014130 401555 
es; Flavobacteri 


Tenacibaculum 
6 Tenacibaculum 
aceae; Tenacibaculum. 
Coprobacillus 
3 Coprobacillus 
trichaceae; 


Chlamydophila 
5 Chlamydophila 


Dysgonomonas gadei 


gadei Bacteria; 


Porphyromonas catoniae 
romonas catoniae 
monas. 
Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Polaribacter 
bacter filamentus 
ribacter. 
Gelidibacter algens 


algens Bacteria; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Mycoplasma 
2 Mycoplasma 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 
Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 


ref |NR_025802.1 
4015607 401703 


Winogradskyella 
5 Winogradskyella 


thalassocola Bacteria; 
Winogradskyella. 
144836 Bacteria_16S 
strain KMM 3951 1 
Bacteroidetes; Fl 
144836 Bacteria_16S 
strain KMM 3949 1 
Bacteroidetes; Fl 
144836 Bacteria_16S 
strain KMM 3947 1 
Bacteroidetes; Fl 
144836 Bacteria_16S 


sedimenticola strain KMM 3903 16S ribosomal RNA, partial 
sedimenticola Bacteria; 


144836 Bacteria_16S 
strain KMM 3941 1 
Bacteroidetes; Fl 
144836 Bacteria_16S 
strain KMM 3912 1 
Bacteroidetes; Fl 
144836 Bacteria_16S 
strain KMM 3902 1 
Bacteroidetes; Fl 
144836 Bacteria_16S 
strain Y12-2 16S 
Bacteroidetes; Fl 
144836 Bacteria_16S 
strain Y10-2 16S 
Bacteroidetes; Fl 
144836 Bacteria_16S 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


Bacteroidetes; 


4087220 4087268 12 


4088711 4088759 12 


4090202 4090250 12 


4091698 4091746 12 


Bacteroidetes; 


4093180 4093228 12 


4114212 4114260 12 


4161917 4161965 12 


4225710 4225758 12 


4227182 4227230 12 


4228654 4228702 12 


Flavobacteria; 


60 


6S ribosomal RNA, partial sequence 4086933 40 
Flavobacteriales; 


60 


6S ribosomal RNA, partial sequence 4088431 40 
Flavobacteriales; 


60 


6S ribosomal RNA, partial sequence 4089922 40 
Flavobacteriales; 


60 


Flavobacteria; 


60 


6S ribosomal RNA, partial sequence 4092900 40 
Flavobacteriales; 


60 


6S ribosomal RNA, partial sequence 4113936 41 
Flavobacteriales; 


60 


6S ribosomal RNA, partial sequence 4161641 41630 
Flavobacteriales; 


60 


ribosomal RNA, partial sequence 
Flavobacteriales; 


60 


ribosomal RNA, partial sequence 
Flavobacteriales; 


60 


strain SW49 16S ribosomal RNA, partial sequence 


Bacteroidetes; Fl 
144836 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; 
144836 Bacteria_16S 
trevisanii strain 
trevisanii Bacteria; 
144836 Bacteria_16S 
moniliformis DSM 
DSM 12112 Bacteria; 
144836 Bacteria_16S 


avobacteria; 
Sphingobacteria; 
"WeeTee' 


Fusobacteria; 


Fusobacteria; 


570222 570269 12 


868632 868675 19 


1156463 1156506 19 


1566252 1566295 19 


Flavobacteriales; 


59 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


62 


62 


12112 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


62 


strain LB37 16S ribosomal RNA, partial sequence 


Fusobacteria; 
144836 Bacteria_16S 


Fusobacteriales; 


1567787 1567830 19 


Fusobacteriaceae; 


62 


strain LB23 16S ribosomal RNA, partial sequence 


Fusobacteria; 
144836 Bacteria_16S 


faecium strain DSM 11690 


faecium Bacteria; 
Sphingobacterium. 
144836 Bacteria_16S 
strain AJ2502 16S 
Bacteroidetes; 
144836 Bacteria_16S 
strain DSM 12145 
Bacteroidetes; 
144836 Bacteria_16S 


Fusobacteriales; 


Bacteroidetes; 


ribosomal RNA, 
Sphingobacteria; 


16S ribo 
Sphingobacteria; 


1714124 1714171 12 


1715658 1715705 12 


1717212 1717259 12 


1718734 1718781 12 


Fusobacteriaceae; 


59 


16S ribosomal RNA, partial sequence 
Sphingobacteria; 


59 


partial sequence 
Sphingobacteriales; 


59 


somal RNA, partial sequence 1716916 17183 
Sphingobacteriales; 


59 


strain A37 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
144836 Bacteria_16S 
strain CCUG 41628 
Bacteria; 
144836 Bacteria_16S 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 
144836 Bacteria_16S 


matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 


Sphingobacteria; 


1782471 1782514 19 


Fusobacteriales; 
3223987 3224036 13 


3430081 3430120 23 


Sphingobacteriales; 


62 


16S ribosomal RNA, partial sequence 
Fusobacteria; 


Fusobac 
62 


62 


Flavobacteriales 


219846161 
883 
Flavobacteriaceae; 

gi|219846160|ref 
898 
Flavobacteriaceae; 

gi|219846159|ref 
913 
Flavobacteriaceae; 

gi|219846158|ref 
sequence 
lavobacteriale 
219846157 |ref 
943 
Flavobacteriaceae; Ar 

gi|219846141|ref 
153 
Flavobacteriaceae; Ul 

gi|219846106|ref 


gi ref 


F 
gi 


Flavobacteriaceae; Al 
gi| 219846051 |ref 
4225434 42268 

Flavobacteriaceae; Ae 
gi|219846050|ref 
4226906 42283 

Flavobacteriaceae; Ae 
gi| 219846049 |ref 
4228378 42297 

Flavobacteriaceae; Ae 

gi| 265678672 |ref 

569932 57142 

Sphingobacteriace 

gi| 265678466 |ref 


1999 16S ribosomal RNA, partial sequence 868327 86978 
Fusobacteriales; 


Fusobacteriaceae; 
gi|228721492|ref 
11561 
Fusobacteriaceae; 
gi| 219846058 |ref 
1565947 15674 
Leptotrichia. 
gi| 219846057 
1567482 15689 
Leptotrichia. 
gi| 219878398 


ref 


ref 
Sphingobacteriales; 


gi| 219878397 
1715372 17168 
Sphingobacteriace 
gi| 219878396 |ref 


ref 


Sphingobacteriace 
gi| 219878395 |ref 
1718445 17199 
Sphingobacteriace 
gi| 219878348 |ref 
17821 


teriaceae; Sneathia. 
gi| 219846771 |ref 
32236 


Actinomy 


4091411 40928 


51 1157635 Strept 


31 Leptotrichia 


67 Leptotrichia 


1713828 17153 


75 1783536 Sneath 


89 3225098 Actino 


; Flavobacteriaceae; 


NR_025751.1 


NR_025750.1 


NR_025749.1 


NR_025748.1 
4 
Sj 
NR_025747.1 


enibacter. 
NR_025731.1 


vibacter. 
NR_025696.1 


gibacter. 
NR_025641.1 


quorivita. 
NR_025640.1 


quorivita. 
NR_025639.1 


quorivita. 
NR_028977.1 


ae; Pedobact 
NR_028769.1 
7 
Leptotrichi 
NR_027615.1 
Streptobacil 
NR_025648.1 
NR_025647.1 


NR_025537.1 
2 

Sphingobact 
NR_025536.1 


ae; Pedobact 
NR_025535.1 


ae; Pedobact 
NR_025534.1 


ae; Pedobact 
NR_025487.1 


NR_026363.1 


cineae; Acti 


219846624 |ref 


gi 


NR_026216.1 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 
Maribacter. 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 
Maribacter. 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 
Maribacter. 


Maribacter 
9 Maribacter 


Flavobacteriaceae; Maribacter. 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Leptotrichia 
Leptotrichia 
a. 
Streptobacillus 
obacillus moniliformis 
lus. 

Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Sneathia sanguinegens 
ia sanguinegens 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Corynebacterium 


3429781 3431124 Corynebacterium 


matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


144836 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


144836 Bacteria_16S 


nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


144836 Bacteria_16S 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 


144836 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; Sp 


144836 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


144836 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


144836 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


144836 Bacteria_16S 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


144836 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


144836 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


144836 Bacteria_16S 


NS12 16S ribosoma 
Sphingobacteria; 


144836 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


144836 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


144836 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


144836 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


144836 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


144836 Bacteria_16S 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


144836 Bacteria_16S 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


144836 Bacteria_16S 


strain GY-1 16S r 
Deinococcus-Therm 


144836 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


animalis Bacteria; 
Fusobacterium. 


ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
18363 18429 12 77 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


lo 


s 
a; 


535077 535143 12 77 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
692834 692880 13 59 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
749811 749860 12 62 gi 
in 7N16 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


gi 


Flexi 


gi 
ne 


ue 
ri 


1026397 1026467 9 77 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


ue 
ia 


1241233 12413111 78 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1248753 1248819 12 77 gi 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 

1616571 1616637 12 77 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


1 
ge 


Ru 


s 
ph 


1618094 1618160 12 77 


gi 


hingobacteria; Sphingobacteriales; Cyclo 
1619617 1619683 12 77 gi 
n LMG 21971 16S ribosomal RNA, partial 


ria; Bacteroidetes; Sphingobacteria; S 


s 
ph 


1621140 1621206 12 77 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1 
Sp 


1624171 1624237 12 77 
ribosomal RNA, partial sequence 
hingobacteria; 


gi 
Sphingobacteriales; Cyclo 
1817473 1817539 12 77 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


al 
Ss 


3065357 3065423 12 77 gi 
ain 1187 16S ribosomal RNA, partial se 
teria; Bacteroidetes; Sphingobacteria; 


qu 
s 


3138829 3138907 9 85 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3219444 3219517 13 85 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 


gi 


M 


Ss; 


144836 Bacteria_16S 


4235935 42373 


265679051 


265678695 
534808 53626 


265678587 
692571 69404 


265678546 


265678360 


219878120 
219857416 
1248510 1249867 Runel 


219878465 


219878464 
16S ribosomal RNA, partial sequence 1617815 16192 


219878463 


219878462 


219878460 
1623889 16253 


219878324 


219846878 


219846829 
3138565 31400 


219846774 


bacteria 


equence 
Sphingo 


bacterac 


tomyceta 


nce 


a; Pseud 


nce 
Syntro 


v 


sequence 
notherma 
nella. 


equence 
ingobact 


bacteria 
equence 


ingobact 


sequence 
hingobac 


bacteria 
sequenc 


phingoba 


ence 
phingoba 


eiotherm 


32191 
Thermod 


Fusobacteria; 


3546794 3546852 12 69 gi| 219846545 |ref|NR_026137.1| Porphyromonas cansulci 
6S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

3619682 3619725 19 62 gi|219846492|ref|NR_026084.1| Fusobacterium 
animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 


Fusobacteriales; 


3724289 3724356 13 77 gi|219846418|ref|NR_026009.1| Actinomadura 
rain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

4236231 4236298 12 78 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 
ceae; Aquiflexum. 
ref|NR_029359.1 
18082 19577 
bacteriales; Fl 


Hymenobacter 
Hymenobacter 
exibacteraceae; 
ref|NR_029000.1| Arcicella aquatica 
7 Arcicella aquatica Bacteria; 
eae; Arcicella. 
ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 
ceae; Isosphaera 
ref|NR_028850.1 
749594 750918 
omonadales; Mora 


Acinetobacter 
Acinetobacter 
xellaceae; 


ref|NR_028662.1 
1026088 102759 
phobacterales; S 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref|NR_025004.1 
la zeae Bacteria 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Runella zeae strain 
Bacteroidetes; 


, 


ref|NR_025604.1 
1616292 161776 
eriales; Cycloba 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 
ref|NR_025603.1| Algoriphagus chordae 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 
ref|NR_025602.1| Algoriphagus 
1619338 1620810 Algoriphagus 
eriales; Cyclobacteriaceae; 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


ref|NR_025599.1| Belliella baltica 
33 Belliella baltica Bacteria; 
ceae; Belliella 
ref 


NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


ref |NR_026470.1 
3065078 306652 
cteriales; Flexi 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


ref|NR_026421.1| Meiothermus cerbereus 
00 Meiothermus cerbereus Bacteria; 

us. 
ref |NR_026366.1 
55 3220600 Coprot 


Coprothermobacter 
hermobacter platensis 
esulfobiaceae; Coprothermobacter. 


3282918 3282983 13 77 gi 


219846732 


wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 


ref|NR_026324.1| Acetobacterium 
3282621 3284094 Acetobacterium 


144836 Bacteria_16S 
spinosum strain D 
spinosum Bacteria 


Verrucomicrobium. 


144836 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


144836 Bacteria_16S 


franzmannii strai 
Bacteria; 


lacurosei strain 
Bacteria; Firmicu 


144836 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; Sp 


144836 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; Sp 


144836 Bacteria_16S 


ornithinivorans s 
ornithinivorans B 
Algoriphagus. 


144836 Bacteria_16S 


halophilus strain 
halophilus Bacter 


144836 Bacteria_16S 


mannitolivorans s 
mannitolivorans B 
Algoriphagus. 


144836 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


144836 Bacteria_16S 


strain SEBR 7054 
Thermotogae; Ther 


144836 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


144836 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


144836 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


144836 Bacteria_16S 


strain HI 11/12 1 
Bacteria; Aquific 


144836 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


144836 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


144836 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


144836 Bacteria_16S 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 27912 


Bacteria; Thermot 


144836 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


144836 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


144836 Bacteria_16S 


strain ATCC 29800 


Bactero 
144836 Bacteria_16S 


3363755 3363813 1 59 gi 
SM 4136 16S ribosomal RNA, partial seq 
; Verrucomicrobia; Verrucomicrobiae; V 
3715193 3715246 5 59 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3792887 3792953 12 77 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3841438 3841524 1 85 gi 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
3984513 39845711 59 gi 


gi 


nc 
S; 


ne 
na 


hingobacteria; Sphingobacteriales; Fla 
4006809 4006875 12 77 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
4096110 4096176 12 77 gi 
train JC2052 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


lo 


1 
a; 


4097596 4097662 12 77 gi 
JC2051 16S ribosomal RNA, partial seq 
ia; Bacteroidetes; Sphingobacteria; Sp 
4099052 4099118 12 77 gi 
train JC2050 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


ue 
hi 


1 
a; 


89326 89391 22 85 gi 
ain JSP 16S ribosomal RNA, partial seq 
teria; Thermodesulfobacteria; Thermode 
erium. 

247001 247066 22 


ue 
su 
85 gi 
motogales; Thermotogaceae; Thermotoga. 
806135 806200 22 85 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

975972 976009 22 59 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1059939 1060004 22 85 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1230604 1230678 11 85 gi 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1334955 1335020 22 85 gi 
ibosomal RNA, partial sequence 


ce 
ul 


gi 
ro 
ue 


i; 


Pi. 


219846674 
uence 
errucomicr 


219846426 
3714904 37163 


219846368 


219846334 


219846235 
6S ribosomal RNA, partial sequence 3984248 39856 
mmeovirgac 
219846218 
4006528 40080 


219846155 


219846154 


219846153 


265679003 


265678897 
16S ribosomal RNA, partial sequence 246697 24821 


265678508 


265678393 
975693 97713 


265678337 
219878275 
complete sequence 1230306 12317 


228721489 
1334683 13361 


ref 


obia 


ref 


ref 


37926 
Flavoba 


e 
cter 
ref 
e 38411 
erobiaceae; 
ref 


eae; 
ref 
bacteriaceae 
ref 
sequence 

Sphingobact 
ref 
nce 
ngobacterial 

ref 


sequence 


Sphingobact 


ref 
nce 
lfobacterial 


ref 


ref 
80584 
fobacteriale 
ref 
spiraceae; L 
ref 
nce 
Thermales; 
ref 


nis. 
ref 


23 3842666 Halan 


03 Algoriphagus 


4095844 40972 


4097319 40987 


4098796 41001 


89036 


1059624 10611 


93 Thermocrinis 


NR_026266.1 


3363492 336498 
Verruco: 


les; 


NR_026017.1 


NR_025959.1 


06 3794045 Polari 
Pola 


iaceae; 
NR_025924.1 


Halanaerobi 
NR_025825.1 


Roseivirga. 
NR_025808.1 
; Algoripha 
NR_025745.1 
6 
eriales; Cyc 
NR_025744.1 
4 
es; Cyclobac 
NR_025743.1 
7 
eriales; Cyc 
NR_029311.1 

90489 
Thermod 


es; e 


NR_029205.1 


NR_028811.1 


2 807361 Thermo 


s; Thermodes 


NR_028695.1 


ewinella. 
NR_028639.1 
1 
Thermaceae; 
NR_025414.1 


NR_027612.1 


a 
U 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Polaribacter 
bacter franzmannii 
ribacter. 
Halanaerobium 
erobium lacurosei 
m. 
Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 
g 


us. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Thermodesulfobacterium 
Thermodesulfobacterium 


sulfobacteriaceae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Thermocrinis albus 


albus DSM 14484 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


motogales; Thermotogaceae; Petrotoga. 

1680500 1680565 22 85 gi| 219878421 |ref|NR_025560.1| Vulcanithermus 
rain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

2526972 2527053 6 85 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
in S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
tes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

2790065 2790130 22 85 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 


ogae; Thermotogales; Thermotogaceae; The 
3018249 3018314 22 85 gi 
mal RNA, partial sequence 
ci; Thermales; Thermaceae; 
3233018 3233059 18 59 gi 
ain Bn9 16S ribosomal RNA, complete se 


teria; Chlamydiae; Chlamydiales; Parac 


Thermus. 


qu 
hl 


219846911 
3017969 3019430 Thermus o 


219846765 


rmotoga. 
ref 


ref 
ence 


amydiaceae; 


3864166 3864214 12 60 gi 
16S ribosomal RNA, partial sequence 


219846319 


ref 


3232707 32342 


NR_026503.1 
shimai Bacte 


NR_026357.1 
4 
Parachlamydi 
NR_025909.1 


48 Thermotoga thermarum DSM 5069 


Thermus oshimai strain 
ria; Deinococcus- 


Parachlamydia 

7 Parachlamydia 

a. 

Alistipes putredinis 


3863852 3865319 Alistipes putredinis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 


144836 Bacteria_16S 
strain Wai33 16S ribosomal RNA, partial sequence 


3876449 3876514 22 


85 


gi 
3876152 38776 


219846311 


ref|NR_025901.1| Thermus filiformis 
26 Thermus filiformis Bacteria; 


Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

144836 Bacteria_16S 87821 87869 12 60 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
144836 Bacteria_16S 290740 290808 19 85 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 


strain Kol5a 16S 
Aquificae; Aquifi 


144836 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; 


strain DSB MGU 15 


strain Met-12 16S 
Thermotogae; Ther 


144836 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


144836 Bacteria_16S 


strain SL24 16S r 
Thermotogae; Ther 


144836 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


144836 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


144836 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


144836 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


144836 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; 


strain SL25 16S r 
Thermotogae; 


aerophilus strain 
aerophilus Bacter 


144836 Bacteria_16S 


strain DSM 13256, 
Thermotogae; 


144836 Bacteria_16S 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 
strain Se-1 16S r 
caldilitoris stra 


caldilitoris Bact 


desulfurans strai 
desulfurans Bacte 


strain HN3-7 16S 


strain RF-4 16S r 


strain DSM 9442 1 
Thermotogae; 


Thermotogales; 
144836 Bacteria_16S 


Thermotogales; 


ribosomal RNA, 


motogales; 


motogales; 


cteroidetes; 


motogales; 


29 Bacteria; 


Cc 25563 Bacteria; 


ia; Bacteroidetes; 


acteria; 


erium. 
144836 Bacteria_16S 


Deinococci; 


Deinococci; 


Deinococci; 


144836 Bacteria_1 


6S 


ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
304353 304393 22 
complete sequence 
Thermotogaceae; 
348693 348768 11 

-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
144836 Bacteria_16S 450962 451002 22 
ribosomal RNA, partial sequence 
Thermotogaceae; 
504658 504698 22 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
613964 614004 22 
ibosomal RNA, partial sequence 
Thermotogaceae; 
1173198 1173246 12 
16S ribosomal RNA, 
Flavobacteria; 
1201928 1201968 22 
somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotogaceae; 
1331910 1331950 22 
ain BI429 16S ribosomal RNA, partial s 


1357763 1357806 19 
rain ATCC 25563 16S ribosomal RNA, par 


1393852 1393892 22 
bosomal RNA, partial sequence 
Thermotogales; 
144836 Bacteria_16S 1812853 1812893 22 
ibosomal RNA, partial sequence 
Thermotogales; 
144836 Bacteria_16S 1905662 1905718 22 


I/26Cor1l 16S ribosomal RNA, partial s 


1916232 1916272 22 
16S ribosomal RNA, 
Thermotogales; Thermotogaceae; Thermosipho 
2261807 2261863 22 
train SL6 16S ribosomal RNA, partial s 


2629203 2629259 22 
ibosomal RNA, partial sequence 
Deinococcus-Thermus; 
144836 Bacteria_16S 2689474 2689542 19 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
144836 Bacteria_16S 2703004 2703060 22 
n St55B 16S ribosomal RNA, partial seque 
ria; 
144836 Bacteria_16S 


Deinococcus-Thermus; 
3019769 3019825 22 

ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
144836 Bacteria_16S 3021294 3021350 22 
ibosomal RNA, partial sequence 
Deinococcus-Thermus; 


144836 Bacteria_16S 3450858 3450898 22 


3604782 3604830 12 


62 gi 


85 gi 


62 gi 


Petrotoga. 
62 gi 


62 gi 


Petrotoga. 
60 gi 
partial sequence 


62 gi 


Flavobacte 


Thermotoga. 


290399 29196 


265678857 


304028 30558 
Thermotoga. 


265678825 


265678753 


450666 45216 


265678715 


504361 50587 


265678642 


613678 61515 


228719222 


riales; 
228715358 


34841 
ococcineae 


11729 
Fl 


2 Aquifex pyrophilus Bacteria; 


ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref |NR_029130.1 
2 349877 Agromy 
; Microbacteriaceae; Agromyces. 

ref|NR_029058.1| Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Agromyces hippuratus 
ces hippuratus Bacteria; 


ref|NR_029020.1| Thermosipho atlanticus 
1 Thermosipho atlanticus Bacteria; 


ref|NR_028947.1| Petrotoga olearia 
2 Petrotoga olearia Bacteria; 


ref |NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref|NR_027530.1 
a neapolitan 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Thermotoga neapolitana 
a DSM 4359 Bacteria; 


sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 


62 gi|228721494|ref|NR_027617.1| Thermosipho 
equence 1331586 1333097 Thermosipho 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 
62 gi|228720055|ref|NR_027588.1| Fusobacterium 
tial sequence 1357540 1358872 Fusobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
62 gi|228715897|ref|NR_027542.1| Thermotoga lettingae 
1393543 1395055 Thermotoga lettingae TMO Bacteria; 
Thermotogaceae; Thermotoga. 
62 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 
1812567 1814048 Petrotoga sibirica Bacteria; 
Thermotogaceae; Petrotoga. 
77 gi|219878259|ref|NR_025398.1| Hymenobacter 
equence 1905456 1906817 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
62 gi|219878250|ref|NR_025389.1| Thermosipho geolei 
partial sequence 1915911 1917433 Thermosipho geolei Bacteria; 
77 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
equence 2261503 2262999 Thermodesulfobacterium 
Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
77 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
2628913 2630381 Thermus scotoductus Bacteria; 
Thermales; Thermaceae; Thermus. 
85 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
quence 2689164 2690655 Hydrogenivirga 
ceae; Hydrogenivirga. 
77 gi|219857186|ref|NR_024814.1| Oceanithermus 
nce 2702689 2704071 Oceanithermus 
Deinococci; Thermales; Thermaceae; Oceanithermus. 
77 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
3019481 3020955 Thermus antranikianii Bacteria; 
Thermales; Thermaceae; Thermus. 
qt gi|219846909|ref|NR_026501.1| Thermus igniterrae 
3021006 3022477 Thermus igniterrae Bacteria; 
Thermales; Thermaceae; Thermus. 
62 gi|219846609|ref|NR_026201.1| Thermotoga elfii 
6S ribosomal RNA, partial sequence 3450571 3452089 Thermotoga elfii Bacteria; 
Thermotogaceae; Thermotoga. 
60 gi|219846503|ref|NR_026095.1| Capnocytophaga 


3604483 3605971 Capnocytophaga 


sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Capnocytophaga. 

144836 Bacteria_16S 3606319 3606367 12 60 gi|219846502|ref|NR_026094.1| Capnocytophaga 
gingivalis strain ATCC 33624 16S ribosomal RNA, partial sequence 3606022 3607474 Capnocytophaga 
gingivalis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
144836 Bacteria_16S 3776322 3776390 11 78 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 

144836 Bacteria_16S 3777883 3777923 22 62 gi|219846378|ref|NR_025969.1| Thermotoga subterranea 


strain SL1 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
144836 Bacteria_16S 3877969 3878025 22 77 gi 
strain YT-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

144836 Bacteria_16S 1564719 1564762 19 62 gi|219846059|ref|NR_025649.1 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 156589 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
144836 Bacteria_16S 2758368 2758415 12 59 gi| 219857147 |ref|NR_024775.1 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 275950 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fla 
Reichenbachiella. 

144836 Bacteria_16S 3861074 3861149 5 77 gi|219846321|ref|NR_025911.1 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 


Lactobacillales; Lactobacillaceae; Lactobacillus. 
144836 Bacteria_16S 330271 330329 4 62 
strain CC-1 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 
144836 Bacteria_16S 1076285 1076325 20 62 
strain YLM-32 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
144836 Bacteria_16S 3709189 3709239 9 59 gi 
dejongeii strain FC1 16S ribosomal RNA, partial sequenc 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
144836 Bacteria_16S 3914707 3914781 13 85 gi 
strain Hk501 16S ribosomal RNA, partial sequence 


gi 


gi 


oc 


e 
ro. 


3777587 37790 


219846310 
3877677 38791 


265678840 
329993 33159 


265678325 
1075986 10774 


219846430 


219846284 
3914434 39158 


ref|NR_025900.1 


ref|NR_029145.1 


ref |NR_028627.1 


; Rarobacteracea 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_025874.1 


occineae 


37089 
biales; 


67 Thermotoga subterranea Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 
144836 Bacteria_16S 3916123 3916197 13 85 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 


Spirochaetales; Spirochaetaceae; Borrelia; Borrelia bur 
144836 Bacteria_16S 3933102 3933176 13 85 gi 
strain HT31 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 
144836 Bacteria_16S 


gd 


Spirochaetaceae; Borrelia. 
940483 940520 22 59 gi 
Bacteroidetes; Sphingobacteria; ti 
144836 Bacteria_16S 


Sphingobacteriales; Chi 
1061460 1061497 22 59 gi 
japonensis strain 758 16S ribosomal RNA, partial sequen 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacter 
144836 Bacteria_16S 1247237 1247305 18 85 gi 
hartmannellae strain AlHsp 16S ribosomal RNA, partial s 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parac 
144836 Bacteria_16S 2693889 2693934 13 58 gi 
strain IST7 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 


ce 
ia 


eq 
hl 


Spirochaetaceae; Borrelia. 


144836 Bacteria_16S 2844402 2844447 13 58 gi|219856894|ref|NR_024713.1 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacte 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

144836 Bacteria_16S 3169309 3169346 22 59 gi|219846808|ref|NR_026400.1 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 317049 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococc 
144836 Bacteria_16S 3217928 3217993 22 85 gi| 219846775 |ref|NR_026367.1 


strain NR-27 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fla 
144836 Bacteria_16S 3618301 3618344 19 62 gi 
periodonticum strain EK1-15 16S ribosomal RNA, partial 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; 


mm 


se 
Fu 


219846271 
3932829 39341 


265678418 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 94166 


265678336 


219857449 


219857192 
2693690 26949 


3217640 32191 


219846493 


orferi group. 


ref |NR_025861.1 


ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinophag 
ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_025037.1 

1246931 124845 
Neochlamydi 
NR_024820.1 


nophagac 


10611 
les; Chi 


uence 
amydiaceae; 


ref 


eovirgaceae; Thermonema 
ref|NR_026085.1 
3618078 361940 


iaceae; Fusobact 


quence 
sobacter 


144836 Bacteria_16S 3759801 3759846 13 58 gi 
strain Co53T 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia 
144836 Bacteria_16S 298297 298344 11 59 gi 
abactoclasticum strain 6-1 16S ribosomal RNA, partial seq 


219846392 
3759507 37610 


265678861 


ref |NR_025983.1 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Chitinophaga 
ophaga japonensis 
hitinophaga. 
Neochlamydia 

9 Neochlamydia 


o 


Borrelia turcica 


59 Borrelia turcica Bacteria; 


Borrelia sinica strain 
ria; Spirochaetes; 


Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Fusobacterium 

8 Fusobacterium 
erium. 

Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


ref |NR_029167.1 


uence 298000 299445 


Anaeroplasma 
Anaeroplasma 


abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 


144836 Bacteria_16S 


DSM 18053 16S 
Bacteria; 


Thermotogae; 
Bacteria; 
strain IHB1 16 


Thermotogae; 


Bacteria; 


strain 19L 16S 


Tenericutes; Moll 
144836 Bacteria_16S 


strain Wt/la 1 


Deinococcus-Thermus; 
144836 Bacteria_16S 


brasiliensis s 
brasiliensis D 
Planctomyces. 


144836 Bacteria_16S 


strain WSU 86/ 


Bactero 
144836 Bacteria_16S 
strain KA3 16S ri 
Ther: 
144836 Bacteria_16S 
profundus strain 
Deinoco 
144836 Bacteria_16S 


Ther 
144836 Bacteria_16S 
submarinus strain 
Proteob 
144836 Bacteria_16S 


rib 
idetes; 


ccus-Thermus; 


S ribosomal RNA, partial 


ri 


6S 
Deinococci; 


tra 


SM 5305 Bacteria; 


1044 16S ribosomal RNA, 


1198877 1198933 22 
osomal RNA, partial sequence 
Sphingobacteria; 
1395408 1395448 22 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1436446 1436502 22 
506 16S ribosomal RNA, partial sequenc 
Deinococci; 
2827666 2827706 22 


972945 972986 18 


77 


e 1436136 1437633 Oceani 
Thermales; Thermaceae; Oceanithermus. 
62 gi| 219856905 |ref|NR_024726.1 
sequence 2827347 28288 


motogales; Thermotogaceae; Thermosipho 
2102566 2102588 40 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
3791389 3791419 33 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
529022 529059 22 
ribosomal RNA, partial sequence 
Deinococcales; 
694351 694392 18 
in DSM 5305 16S ribosomal RNA, partial 
Planctomycetes; 


62 


62 


59 


59 


59 


complete sequence 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


144836 Bacteria_16S 


DSM 9946 16S r 
Deinococcus-Th 


144836 Bacteria_16S 
radiopugnans ATCC 


ibo 


ermus; Deinococci; 


1162530 1162567 22 
somal RNA, partial sequence 1162257 1163688 Meiot 
Thermales; Thermaceae; 
1259160 1259197 22 


19172 16S ribosomal RNA, partial sequ 


59 


59 


1395106 13965 


gi 


gi 
e 


gi 


gi 


Deinoco 
gi 


cc 


Plancto 


gi 


gi 


gi 
en 


224581430 


219878118 
21022 
ibrionales 
219846369 
3791066 37925 


265678699 
528726 53019 


aceae; 


265678586 
sequence 
mycetacia; 


265678395 
97261 


228720981 


ref 


ref 


; De 


ref 


ref 


Deino 


ref 


Pla 


ref 


ref 


ref 


11 2103776 Desul 


55 Acholeplasma 


694091 69553 


7 974173 Waddl 


hermus silvanus 
Meiothermus. 
219846811 


ce 1258878 1260346 Deinoc 


77 gi|228715480|ref|NR_027533.1 

1198618 12000 
Sphingobacteriales; Flexibacteraceae; D 
62 gi|228715882|ref|NR_027541.1 


NR_027212.1 


NR_025257.1 
£ 
sulfohalobia 
NR_025960.1 


eplasma. 
NR_029004.1 


coccus. 
NR_028891.1 
7 


nctomycetale 


NR_028697.1 
i 


NR_027600.1 


NR_026403.1 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Oceanithermus 
thermus profundus 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Acholeplasma oculi 


oculi Bacteria; 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Deinococcus 
occus radiopugnans ATCC 


19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

144836 Bacteria_16S 2011193 2011234 18 59 gi| 219878188 |ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

144836 Bacteria_16S 3146401 3146438 22 59 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

144836 Bacteria_16S 3166275 3166312 22 59 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
144836 Bacteria_16S 3167793 3167830 22 59 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
144836 Bacteria_16S 3170825 3170862 22 59 gi|219846807|ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

144836 Bacteria_16S 3389506 3389543 22 59 gi|219846652|ref|NR_026244.1| Meiothermus 
chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

144836 Bacteria_16S 974517 974537 39 59 gi|265678394|ref|NR_028696.1| Lewinella persicus 
strain T-3 16S ribosomal RNA, partial sequence 974224 975642 Lewinella persicus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

144836 Bacteria_16S 3706155 3706202 12 59 gi|219846432|ref|NR_026023.1| Prosthecobacter 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosthecobacter debontii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
144836 Fungi_16S 296 372 11 85 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

144836 Fungi_16S 1805 1881 11 85 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

144836 Fungi_16S 3343 3419 11 85 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

144836 Fungi_16S 4903 4979 EL 85 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

144836 Fungi_16S 6459 6535 11 85 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


144836 Fungi_16S 7961 8037 11 85 gi 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 


144836 Fungi_16S 10928 11004 11 85 gi 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae 
Nocardiaceae; Nocardia. 

144836 Fungi_16S 9447 9498 11 62 gi 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
145098 Bacteria_16S 3777168 3777065 1 103 gi 
norvegica strain A8444 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophob 
Thermodesulforhabdus. 

145098 Bacteria_16S 2262652 2262549 1 103 gi 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial s 
hydrogeniphilum Bacteria; Thermodesulfobacteria; 
Thermodesulfobacterium. 

145098 Bacteria_16S 204822 204719 1 103 gi 
thermophilum strain H-6-12 16S ribosomal RNA, complete 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dic 
145098 Bacteria_16S 583007 582904 1 103 gi 
strain LF13 16S ribosomal RNA, partial sequence 
Caldithrix. 
145098 Bacteria_16S 613269 613166 1 103 gi 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequ 


145098 Bacteria_16S 1195151 1195048 1 103 gi 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 
DSM 12653 Bacteria; Firmicutes; Clostridia; 
Carboxydibrachium. 
145098 Bacteria_16S 1423347 14232441 103 gi 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
145098 Bacteria_16S 1506715 1506612 1 103 gi 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribo 
Thermoanerobacter brockii subsp. lactiethylicus 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermo 
145098 Bacteria_16S 1722629 1722526 1 103 gi 
strain NF11 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
145098 Bacteria_16S 1724170 1724067 1 103 gi 
strain NF23 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
145098 Bacteria_16S 1826016 1825913 1 103 gi 
marincola strain KMM 277 16S ribosomal RNA, partial seque 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; 
145098 Bacteria_16S 1827494 1827391 1 103 gi 
submarinus strain KMM 225 16S ribosomal RNA, partial sequ 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; 
145098 Bacteria_16S 2388427 2388324 1 103 gi 
yonseiensis strain KBl 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; 
145098 Bacteria_16S 2715686 2715583 1 103 gi 
okhotskensis strain MD17 16S ribosomal RNA, partial seque 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteri 
Psychrobacter. 
145098 Bacteria_16S 


so 


an 
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ToBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacter 
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145098 Bacteria_16S 4063596 4063493 1 103 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 
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145098 Bacteria_16S 3883472 3883369 1 103 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
145098 Bacteria_16S 332804 332701 1 103 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 
145098 Bacteria_16S 655751 655648 1 103 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 
145098 Bacteria_16S 1057668 1057589 25 103 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 
145098 Bacteria_16S 1742390 1742287 1 103 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 
145098 Bacteria_16S 2224368 2224265 1 103 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 
145098 Bacteria_16S 3057174 3057071 1 103 gi| 219846884 |ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 


145098 Bacteria_16S 3789169 3789066 1 103 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

145098 Bacteria_16S 3878785 3878682 1 103 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

145098 Bacteria_16S 431735 431650 19 103 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 


subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 


145098 Bacteria_16S 448726 448641 19 103 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

145098 Bacteria_16S 742116 742031 19 103 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 


strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

145098 Bacteria_16S 927485 927406 25 103 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 


145098 Bacteria_16S 2154695 2154610 19 103 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

145098 Bacteria_16S 2221407 2221322 19 103 gi| 219857585 |ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

145098 Bacteria_16S 2425165 2425080 19 103 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
145098 Bacteria_16S 2781787 2781702 19 103 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 


strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
145098 Bacteria_16S 3240008 3239923 19 103 gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
145098 Bacteria_16S 3308197 3308112 19 103 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

145098 Bacteria_16S 3580877 3580792 19 103 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 
145098 Bacteria_16S 255307 255235 32 103 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
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145098 Bacteria_16S 67742 67659 21 103 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

145098 Bacteria_16S 105607 105504 1 103 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
145098 Bacteria_16S 108584 108481 1 103 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

145098 Bacteria_16S 221763 221660 1 103 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

145098 Bacteria_16S 373218 373135 21 103 gi| 265678806 |ref|NR_029111.1]| Sphingomonas 


phyllosphaerae st 


rain FA2 16S ribosomal RNA, partial se 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; S 
Sphingomonas. 

145098 Bacteria_16S 531332 531229 1 103 gi| 265678698 |ref|NR_029003.1 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
Mycobacterium avium complex (MAC). 

145098 Bacteria_16S 575508 575421 17 103 gi| 265678669 |ref|NR_028974.1 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
145098 Bacteria_16S 587483 587396 17 103 gi|265678661|ref|NR_028966.1 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
145098 Bacteria_16S 625329 625226 1 103 gi|265678635|ref|NR_028940.1 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
145098 Bacteria_16S 687476 687393 21 103 gi| 265678591 |ref|NR_028896.1 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
145098 Bacteria_16S 720683 720600 21 103 gi| 265678568 |ref|NR_028872.1 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Cau 
Asticcacaulis. 

145098 Bacteria_16S 823737 823658 25 103 gi| 265678497 |ref|NR_028800.1 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
145098 Bacteria_16S 870876 870805 32 102 gi| 265678465 |ref|NR_028768.1 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhi 
Bradyrhizobium. 

145098 Bacteria_16S 873910 873831 25 103 gi| 265678463 |ref|NR_028766.1 
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872811 874166 Cupriavidus necator Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


145098 Bacteria_16S 1068274 1068191 21 103 gi 
yabuuchiae strain A1-18 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; 
145098 Bacteria_16S 1078577 1078494 21 103 gi 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
145098 Bacteria_16S 1250999 1250896 1 103 gi 
strain CDC 941078 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
145098 Bacteria_16S 1270658 1270575 21 103 gi 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacter 
Desulfonema. 
145098 Bacteria_16S 1272115 1272032 21 
2077 16S ribosomal RNA partial sequence 
Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
145098 Bacteria_16S 1305176 1305073 1 103 gi 
owensensis OL 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 
145098 Bacteria_16S 1399186 1399083 1 103 gi 
aurantiaca strain T-27 16S ribosomal RNA, partial seque 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimo 
145098 Bacteria_16S 1437243 1437156 17 103 gi 
profundus strain 506 16S ribosomal RNA, partial sequenc 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; T 
145098 Bacteria_16S 1446507 1446404 1 103 gi 
strain R7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
145098 Bacteria_16S 1476574 1476471 1 103 gi 
subsp. avium strain DSM 44156 16S ribosomal RNA, partia 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium co 
145098 Bacteria_16S 1731678 1731575 1 103 gi 
moriokaense strain DSM 44221 16S ribosomal RNA, partial 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

145098 Bacteria_16S 1787737 1787650 17 103 gi 
neutrophila strain SG 3301 16S ribosomal RNA, partial s 
neutrophila Bacteria; Proteobacteria; Gammaproteobacter 
Halorhodospira. 

145098 Bacteria_16S 1815223 18151201 

LMG 19981 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
145098 Bacteria_16S 1923195 1923116 25 103 gi 
mannitolilytica strain LMG6866 16S ribosomal RNA, parti 
mannitolilytica Bacteria; Proteobacteria; Betaproteobac 
Ralstonia. 
145098 Bacteria_16S 1956621 1956538 21 103 
strain EDIV 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
145098 Bacteria_16S 
strain Cm al3 16S 


al 


se 
ia 
103 gi 


ea 


Thermoanaerobacterales; 


ne 
na 


e 
he 


or 


1 


v 


™mp 


s 


eq 
ia 
103 gi 


an 


al 
te 
gi 


Sphingomonadales; 
1982569 1982482 17 103 gi 
ribosomal RNA, partial sequence 


Sp 


265678332 
ence 10672 
Sphingomonadales; 
265678324 


10775 


Sphingomon 
219857412 


12499 
es; 


219846400 


quence 
Desulf 


’ 


219846399 
1271016 1272493 Desul 


e; Desul 


219846460 
1304017 13055 
Thermoa 


228715357 


e 13980 
daceae; 


224581430 


14361 
rmaceae; 


224581423 
1445391 14468 


axellace 


219878445 


sequence 
Actinomy 
lex (MAC 


219878387 


equence 


Actinomyc 


219878344 


uence 
Chroma 


v 


219878326 
1814099 18155 


thomonad 


219878246 


sequenc 
ria; Bur 


219878224 
1955571 19570 


hingomon 


219878207 
1981436 19829 


Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; 
145098 Bacteria_16S 1985738 1985651 17 103 gi| 219878205 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococ 
Chondromyces. 

145098 Bacteria_16S 2016423 2016340 21 103 gi| 219878185 
strain ATCC 15260 16S ribosomal RNA, partial sequence 20153 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 

145098 Bacteria_16S 2091087 2090984 1 103 gi 
heidelbergense strain 2554/91 16S ribosomal RNA, partia 
heidelbergense Bacteria; Actinobacteria; Actinobacterid 
Mycobacteriaceae; Mycobacterium. 

145098 Bacteria_16S 2123051 2122972 25 103 

strain AU2944 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


Sp 


1 
ae 


gi 


rk 


hingomon 


219878129 


sequence 
Actino: 


’ 


219857653 
2121958 21233 


holderia 


145098 Bacteria_16S 2130629 2130526 1 103 gi 


219857648 


Cory 


ref |NR_028634.1 
Sphi 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_025000.1 
18 1251238 Mycoba 
neba 


ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref 
fone 
fone 
ref 


NR_025990.1 
ma magnum Ba 
ma. 
NR_026051.1 
naerobacterales 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_025584.1 

1475465 147693 
cetales; Coryneb 
). 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref |NR_025483.1 

1786631 178798 
tiales; Ectothio 
ref|NR_025465.1 
aceae; Fulvimona 
ref |NR_025385.1 


e 1922112 192356 
kholderiales; Bu 


ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref |NR_025344.1 

1984609 198614 
cales; Sorangiin 


ref|NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025268.1 

2089993 209143 
mycetales; Coryn 


ref |NR_025242.1 


ceae; Ralstonia 


03 1068656 Sphing 
ngomonadacea 


cterineae; M 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Desulfonema 
5 Desulfonema 


ulfobacteraceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Gemmatimonas 
imonas aurantiaca T-27 


Oceanithermus 
thermus profundus 


Psychrobacter arenosus 
arenosus Bacteria; 
re 
Mycobacterium 
6 Mycobacterium 
acterineae; 


avium 
avium 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 
Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

2 Chondromyces 

eae; Polyangiaceae; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Mycobacterium 
7 Mycobacterium 


ebacterineae; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


ref |NR_025237.1 


Mycobacterium 


scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 


145098 Bacteria_16S 


strain MUP 1182 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


145098 Bacteria_16S 


2148703 2148600 1 


2176013 2175926 17 


103 


103 


strain YKJ-103 16S ribosomal RNA, partial sequence 


145098 Bacteria_16S 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


145098 Bacteria_16S 


aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
145098 Bacteria_16S 


campinensis strain WS2 16S ribosomal RNA, partial sequence 


Bacteria; 
145098 Bacteria_16S 


2218381 2218278 1 


2222812 2222733 25 


2276454 2276375 25 


2437064 2436985 25 


103 


103 


103 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


103 


gi| 219857636 


complete sequence 2147582 21491 


gi|219857616 


2174910 21764 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


gi|219857587 


gi|219857584 
gi] 219857549 


gi|219857430 


ref|NR_025225.1 


ref|NR_025205.1 
ref|NR_025175.1 
ref|NR_025172.1 
ref 


NR_025137.1 


ref |NR_025018.1 


14 Mycobacterium 


03 Psychrobacter 
Psychrobacter 


Mycobacterium parmense 
parmense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Psychrobacter jeotgali 
jeotgali Bacteria; 


Mycobacterium lacus 


2217272 2218741 Mycobacterium lacus Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Xanthobacter 


2221792 2223169 Xanthobacter aminoxidans 
Xanthobacteraceae; Xanthobacter. 


Cupriavidus 


2275359 2276842 Cupriavidus campinensis 
Burkholderiaceae; 


Cupriavidus. 
Cupriavidus oxalaticus 


strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


145098 Bacteria_16S 


psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 


Methylobacter. 
145098 Bacteria_16S 


2440130 2440027 1 


2459805 2459722 21 


103 


103 


strain JSS-26 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


145098 Bacteria_16S 
strain JSS-7 16S 


145098 Bacteria_16S 


strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 25327 


2461296 2461213 21 


2532361 2532282 25 


Sphingomonadales; 


103 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


103 


complete sequence 


gi|219857428 


gi|219857410 
2458757 24601 


gi|219857409 
2460248 24616 


gi| 219857356 


Sphingomonadaceae; 


Sphingomonadaceae; 


ref |NR_025016.1 


ref |NR_024998.1 
97 Sphingomonas 


ref |NR_024997.1 
89 Sphingomonas 


ref |NR_024944.1 
49 Cupriavidus p 


Methylobacter 


2438995 2440521 Methylobacter 
Methylococcaceae; 


Sphingomonas koreensis 
koreensis Bacteria; 


Sphingomonas. 


Sphingomonas aquatilis 
aquatilis Bacteria; 


Sphingomonas. 


Cupriavidus pauculus 
auculus Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


145098 Bacteria_16S 
floricola strain 
Bacteria; 
145098 Bacteria_16S 


2696065 2695986 25 


2885619 2885540 25 


103 


S-877 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


103 


oligophenolica 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


145098 Bacteria_16S 


SPS-17 16S ribosomal RNA, partial sequence 
Thermaceae; 


Thermus; Deinococci; 
145098 Bacteria_16S 


3019062 3018960 1 


Thermales; 
3022108 3022005 1 


Sphingomonadales; 


103 


3017969 3019430 Thermus oshimai Bacteria; 


Thermus. 
103 


strain RF-4 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
145098 Bacteria_16S 
mathranii strain 
Bacteria; Firmicutes; 
145098 Bacteria_16S 

strain IFO 10550 


145098 Bacteria_16S 
strain IFO 15498 


145098 Bacteria_16S 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 


145098 Bacteria_16S 


Deinococci; 
3174692 3174589 1 


Clostridia; 
3209618 3209535 21 
3211110 3211027 21 


3262466 3262383 21 


3309653 3309574 25 


Thermales; 


Thermaceae; Thermus. 


103 


A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


103 


16S ribosomal RNA, partial sequence 3208570 32100 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


103 


16S ribosomal RNA, partial sequence 3210062 32115 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


103 


Sphingomonadales; 


103 


strain 301 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


145098 Bacteria_16S 


3616180 3616077 1 


103 


strain 1066 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


145098 Bacteria_16S 


subsp. paratuberculosis strain 5617 16S ribosomal RNA, 
avium subsp. paratuberculosis Bacteria; Actinobacteria; 


Corynebacterineae; 
145098 Bacteria_16S 


3623320 36232171 


3624821 3624718 1 


103 


103 


strain 3015 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


145098 Bacteria_16S 
strain ATCC 35799 16S 


3626366 3626263 1 
ribosomal RNA, 


103 


complete sequence 


219857191 
26950 


gi 


gi| 219856866 
2884576 28858 


gi|219846911 


gi|219846909 
3021006 30224 


219846805 
31735 

Thermoa 

219846782 


gi 


gi 


Sphingomon 
gi| 219846781 
Sphingomon 
gi|219846746 
Sphingomon 
gi|219846715 
3308619 33100 


gi|219846495 
3615060 36165 
gi|219846490 


gi|219846489 
3623734 36252 


gi| 219846488 


Sphingomonadaceae; 


partial sequence 
Actinobacteridae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium 


ref|NR_024819.1 


ref|NR_024685.1 
81 Sphingomonas 


ref|NR_026503.1 


ref |NR_026501.1 


ref |NR_026397.1 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; 
ref |NR_026307.1 
30 Xanthobacter 
ae; 
ref |NR_026087.1 
15 Mycobacterium 
eae; 


ref|NR_026082.1 


avium complex ( 
ref |NR_026081.1 
17 Mycobacterium 


ref|NR_026080.1 


Xanthobacter. 


Saccharibacter 


10 2696445 Saccharibacter floricola 
Acetobacteraceae; 


Saccharibacter. 
Sphingomonas 
oligophenolica Bacteria; 


Sphingomonas. 


Thermus oshimai strain 
Deinococcus- 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Thermoanaerobacter 


65 3175071 Thermoanaerobacter mathranii 
naerobacteraceae; 


Thermoanaerobacter. 
Sphingomonas mali 


mali Bacteria; 
Sphingomonas. 


Sphingomonas 
pruni Bacteria; 


pruni 


Sphingomonas. 


Sphingomonas trueperi 


trueperi Bacteria; 
Sphingomonas. 


Xanthobacter flavus 
flavus Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium avium 


3622221 3623683 Mycobacterium 
Actinomycetales; 


MAC). 
Mycobacterium simiae 
simiae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium szulgai 


3625268 3626729 Mycobacterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


145098 Bacteria_ 
bohemicum strain 


Mycobacteriaceae; 
145098 Bacteria_ 


strain R001 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


145098 Bacteria_ 
strain Wai33 16S 


Deinococcus-Thermus; 
145098 Bacteria_16S 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


145098 Bacteria_16S 


aquaticum strain 
Bacteria; 


Bacteria; 


Rubrobacteraceae; 


145098 Bacteria_16S 
strain Benl04 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
145098 Bacteria_16S 


strain HTCC2506 1 


strain E7107 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
145098 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
145098 Bacteria_16S 
ludipueritiae str 


Proteob 
145098 Bacteria_16S 
halodurans strain 
Proteob 
145098 Bacteria_16S 
thermolithotrophu: 
thermolithotrophu: 
145098 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 


16S 3664704 3664601 1 103 gi 
DSM 44277 16S ribosomal RNA, partial s 


Mycobacterium. 


16S 3771069 3770990 25 103 gi 


16S 3877265 3877162 1 103 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
4074203 4074100 1 103 gi 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 
4241520 4241441 25 103 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1766668 1766582 18 103 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
2088177 2088083 3 96 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2156176 2156106 34 103 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 
Rubrobacter. 
252370 252285 19 103 
ribosomal RNA, partial sequence 


gi 


1 


1 


gi 


439541 439456 19 103 gi 


447194 447109 19 103 
ribosomal RNA, partial sequence 


gi 


477629 477544 19 103 gi 


ia; Rhodobacterales; Rhodobacteraceae; 
561893 561808 19 103 gi 
ain 170-96 16S ribosomal RNA, partial 


P 


219846462 


eq 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Act 


219846384 
3769978 37714 
holderia 
219846311 
3876152 38776 
T 
219846170 
sequence 


rk 


id 
219846041 


ce 
le 


su 


uence 


hermus. 


ae; Acti 


42404 


ce 17655 
es; 


sequence 
1lfurobac 


219857631 
quence 
Rubrobacte 


265678894 
251300 25272 
hodobacter 
265678762 
6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
145098 Bacteria_16S 


timonadace 
265678757 
446125 44760 
Acetobacte 
265678733 
476563 478023 Parac 


265678678 
sequence 


aracoccu 


inomycet 


s; Methy 
219878360 
en 
al Ecto 


219878131 


ref|NR_026054.1 


ales; 


ref|NR_025975.1 


; Ralstonia 
NR_025901.1 


ceae 
ref 


ref|NR_025760.1 
4073095 40745 
nomycetales; Co 


ref |NR_025631.1 
69 4241874 Methy 
lobacteriaceae; 
ref |NR_025499.1 
52 1767023 Alkal 
thiorhodospirac 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desu 
ref|NR_025220.1 

2155131 215660 
rales; Rubrobac 
ref |NR_029202.1 
acea 
ref 


e; Amaricoc 
NR_029067.1 


Fulvimarina 
NR_029062.1 


ae; 
ref 


race 
ref 
occu 
Ss. 
ref |NR_028983.1 

560822 562307 


ae; Roseomo 
NR_029038.1 
s yeei Bact 


3663577 366509 
Corynebact 


6 
r 


1 


i 
e 


1 


t 


e 


Mycobacterium 
2 Mycobacterium 
erineae; 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Rubrobacter 
6 Rubrobacter 
erineae; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 
c 


us. 
Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Roseomonas cervicalis 


3 Roseomonas cervicalis Bacteria; 
n 


as. 
Paracoccus yeei strain 
ria; Proteobacteria; 


Roseomonas 
Roseomonas 


ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

145098 Bacteria_16S 584478 584393 19 103 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

145098 Bacteria_16S 667857 667772 19 103 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
145098 Bacteria_16S 689032 688947 19 103 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 
145098 Bacteria_16S 743593 743524 35 103 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

145098 Bacteria_16S 872366 872281 19 103 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

145098 Bacteria_16S 902667 902582 19 103 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

145098 Bacteria_16S 907276 907191 19 103 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

145098 Bacteria_16S 1080089 1080004 19 103 gi|265678323|ref|NR_028625.1| Acetobacter orientalis 


strain 21F-2 16S 


ribosomal RNA, partial sequence 


1079018 1080418 Acetobacter orientalis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 


145098 Bacteria_16S 


strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense 
Sphingomonadaceae; 


Alphaproteobacteria; 
145098 Bacteria_16S 


indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
145098 Bacteria_16S 
strain NBRC 13755 
Bacteria; 
145098 Bacteria_16S 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
145098 Bacteria_16S 


Sphingomonadales; 


1084556 1084471 19 


1093814 1093729 19 


1095255 1095170 19 


1096699 1096614 19 


1354005 1353920 19 


103 gi 


103 gi 


103 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


103 gi 


103 gi 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteri 


Gluconacetobacter. 
145098 Bacteria_16S 


cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
145098 Bacteria_16S 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


pacificensis Bacteria; 
Psychrobacter. 
145098 Bacteria_16S 


VKM B1479 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


145098 Bacteria_16S 


strain KMM 241 16S ribosomal RNA, partial sequence 


Proteobacteria; 
145098 Bacteria_16S 


strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 


1406619 1406534 19 


1470586 1470501 19 
Proteobacteria; 


1650749 1650664 19 


1701260 1701175 19 


1749970 1749885 19 


103 gi 


103 gi 


103 gi 


16 


103 gi 


17 


Gammaproteobacteria; Alteromonadales; Alteromonad 


103 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


145098 Bacteria_16S 


strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 


1751462 1751377 19 


103 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


145098 Bacteria_16S 
strain MCS 18 16S 


145098 Bacteria_16S 


washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Maricaulis. 
145098 Bacteria_16S 


zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
145098 Bacteria_16S 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


johannae Bacteria; 
Gluconacetobacter. 
145098 Bacteria_16S 
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Deinococcus-Thermus; 


desulfurans Bacteria; 
145098 Bacteria_16S 
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145098 Bacteria_16S 


2721782 2721701 23 


103 gi 


lithotrophicum strain 42BKT 16S ribosomal RNA, partial 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 


145098 Bacteria_16S 
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2762129 2762044 19 


103 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


145098 Bacteria_16S 


S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


145098 Bacteria_16S 
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2810370 2810285 19 


2825416 2825331 19 


103 gi 


2809318 2810728 Asaia 


103 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


145098 Bacteria_16S 


carotinifaciens strain E-396 16S ribosomal RNA, 


2926585 2926500 19 


103 gi 
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2761077 27624 


2824364 28257 


265678320 


265678314 


265678313 
10942 


265678312 
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Acetobacte 
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Acetobacte 
219878183 
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219857145 
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Asaia. 
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Sphingobium. 
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pirillales; 
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a; 
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ceae; 
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2720705 272211 
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siamensis Bacteria; 
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Proteobacteria; 
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Acetobacter. 
Acetobacter 
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1 Acetobacter 
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51 Glaciecola mesophila Bacteria; 
Glaciecola. 
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60 Acetobacter malorum Bacteria; 
Acetobacter. 
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52 Acetobacter cerevisiae Bacteria; 
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91 Kozakia baliensis Bacteria; 
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Proteobacteria; 
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Paracoccus 
1 Paracoccus 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 
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glycolicus strain PerGlyS 16S ribosomal RNA, complete s 
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Desulfofustis. 
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145098 Bacteria_16S 
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gi 
33 
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3553725 3553640 19 103 gi 


, 
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145098 Bacteria_16S 
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Amaricoccus. 


145098 Bacteria_16S 


strain B9 16S rib 


3655467 3655382 19 103 gi 
ain Benl03 16S ribosomal RNA, partial 
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103 gi 


6S ribosomal RNA, partial sequence 3573863 35753 
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equence 
a; 
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Sp 
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quence 

R 
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1 
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219846526 


Acetobacte 
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sequence 
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Desulfo 
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sequence 
Rhodo 


Rhod 


ref |NR_026354.1 

3237371 323891 
bacterales; Des 
ref |NR_026304.1 
adaceae; Sphing 
ref|NR_026133.1 

3552654 355413 
illales; Acetob 


illales 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026060.1 

3654403 365582 
obacterales; Rho 


ref|NR_025886.1 


u 


Desulfofustis 
7 Desulfofustis 
1lfobulbaceae; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 
° 


bium. 
Gluconacetobacter 

4 Gluconacetobacter 

cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

145098 Bacteria_16S 3936803 3936718 19 103 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

145098 Bacteria_16S 3942576 3942491 19 103 gi|219846264|ref|NR_025854.1| Acidiphilium rubrum 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium rubrum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

145098 Bacteria_16S 3948422 3948337 19 103 gi|219846260|ref|NR_025850.1| Acidiphilium angustum 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium angustum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

145098 Bacteria_16S 3966394 3966309 19 103 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

145098 Bacteria_16S 3978125 3978056 35 103 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

145098 Bacteria_16S 4134766 4134681 19 103 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

145098 Bacteria_16S 75324 75256 36 103 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

145098 Bacteria_16S 76700 76632 36 103 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

145098 Bacteria_16S 90134 90066 36 103 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

145098 Bacteria_16S 178679 178611 36 103 gi| 265678944 |ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

145098 Bacteria_16S 294599 294531 36 103 gi|265678864|ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

145098 Bacteria_16S 416385 416313 32 103 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
145098 Bacteria_16S 483781 483713 36 103 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 


145098 Bacteria_16S 537389 537321 36 103 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

145098 Bacteria_16S 567970 567898 32 103 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

145098 Bacteria_16S 593464 593392 32 103 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
145098 Bacteria_16S 620824 620756 36 103 gi| 265678638 |ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
145098 Bacteria_16S 676999 676931 36 103 gi|265678598|ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

145098 Bacteria_16S 788544 788476 36 103 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 
strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

145098 Bacteria_16S 806945 806877 36 103 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


145098 Bacteria_16S 
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145098 Bacteria_16S 4001587 4001519 36 103 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

145098 Bacteria_16S 4009164 4009096 36 103 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

145098 Bacteria_16S 4027310 4027242 36 103 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

145098 Bacteria_16S 4095509 4095441 36 103 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

145098 Bacteria_16S 4122629 4122561 36 103 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

145098 Bacteria_16S 4165759 4165691 36 103 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

145098 Bacteria_16S 4240054 4239982 32 103 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
145098 Bacteria_16S 1106 1003 1 103 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence ‘: 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

145098 Bacteria_16S 2645 2542 1 103 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

145098 Bacteria_16S 5633 5566 37 103 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

145098 Bacteria_16S 7094 7027 37 103 gi| 265679059 |ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

145098 Bacteria_16S 8552 8485 37 103 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

145098 Bacteria_16S 20720 20653 37 103 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

145098 Bacteria_16S 38842 38739 1 103 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

145098 Bacteria_16S 60170 60103 37 103 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

145098 Bacteria_16S 61718 61651 37 103 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

145098 Bacteria_16S 63188 63121 37 103 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
145098 Bacteria_16S 64696 64629 37 103 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

145098 Bacteria_16S 97921 97854 37 103 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

145098 Bacteria_16S 99431 99364 37 103 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
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145098 Bacteria_16S 253827 253760 37 103 gi| 265678893 |ref|NR_029201.1 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Amaricoccus. 

145098 Bacteria_16S 261179 261112 37 103 gi| 265678887 |ref|NR_029195.1 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
145098 Bacteria_16S 267282 267215 37 103 gi| 265678882 |ref|NR_029188.1 
strain OXB 16S ribosomal RNA, partial sequence 266185 26767 

Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacte 
145098 Bacteria_16S 273271 273204 37 103 gi| 265678878 |ref|NR_029184.1 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacter 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rh 
145098 Bacteria_16S 280861 280794 37 103 gi| 265678873 |ref|NR_029179.1 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Geobacter. 

145098 Bacteria_16S 285479 285412 37 103 gi|265678870|ref|NR_029176.1 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbacea 
145098 Bacteria_16S 289929 289862 37 103 gi| 265678867 |ref|NR_029173.1 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordet 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
145098 Bacteria_16S 308296 308229 37 103 gi| 265678855 |ref|NR_029161.1 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 30872 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
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249372 249305 37 


103 


gi 


gi 


nce 
riales; 


rkholderia 


265678902 
23901 


265678901 


240595 24207 


gi 


strain Sgly2 16S ribosomal RNA, parti 


rkholderia 


265678896 


al sequenc 


Desu 


Desul 


Burkh 


Bu 


Bu 


ref|NR_029282.1 
ae; Rhodothermus 
ref|NR_029276.1 
141109 142543 
1lfuromonadales; 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref|NR_029266.1 
; Az 
ref 


oarcus. 
NR_029240.1 


aceae; Methylomi 
ref |NR_029238.1 

198985 200521 
furomonadales; P 


ref |NR_029234.1 

205252 206750 
olderiales; Alca 
ref|NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 


ref |NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


H r 


ref|NR_029204.1 
e 248268 249768 


Rhodothermus marinus 


5 Rhodothermus marinus Bacteria; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Pelobacter 
Pelobacter 
elobacteraceae; 


Taylorella 

Taylorella 
ligenaceae; Taylorella. 

Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Microvirgula 
Microvirgula 
sseriaceae; 


Amaricoccus 
Amaricoccus 


bacteraceae; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


r. 

Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Geobacter 

Geobacter 
Geobacteraceae; 


Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Bordetella holmesii 
ella holmesii Bacteria; 


Comamonas testosteroni 


3  Comamonas testosteroni Bacteria; 


Bartonella vinsonii 


subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


145098 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


145098 Bacteria_16S 


strain MB312 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
145098 Bacteria_16S 


strain 941 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
145098 Bacteria_16S 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
145098 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
145098 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


145098 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


145098 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


145098 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


145098 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


145098 Bacteria_16S 


strain AU476 16S 


342040 341973 37 103 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
352394 352327 37 103 gi 
ribosomal RNA, partial sequence 
Rhodo. 
353854 353787 37 103 gi 
bosomal RNA, partial sequence 
Hypho: 
355313 355246 37 103 gi 
ribosomal RNA, partial sequence 
Hypho: 
356793 356726 37 103 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
364268 364201 37 103 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
371704 371637 37 103 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


387004 386937 37 103 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
391582 391515 37 103 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
463962 463895 37 103 gi 
n AS1.1761 16S ribosomal RNA, partial 

ria; Proteobacteria; Alphaproteobacter 
465472 465405 37 103 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


145098 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


145098 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


145098 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


145098 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


145098 Bacteria_16S 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


145098 Bacteria_16S 


valerianellae str 
valerianellae Bac 


145098 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


145098 Bacteria_16S 


strain CE2105 16S 


468476 468409 37 103 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
499279 499212 37 103 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500831 500764 37 103 gi 


gi 


etaproteobacteria; Burkholderiales; Co: 
528270 528203 37 103 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
563449 563382 37 103 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
576963 576896 37 103 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
588986 588919 37 103 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
629925 629858 37 103 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


145098 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


145098 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


145098 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


145098 Bacteria_16S 


strain SCII24 16S 


639062 638995 37 103 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
649886 649819 37 103 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
660226 660159 37 103 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
678557 678490 37 103 
ribosomal RNA, partial sequence 


Mo 
gi 


351363 35277 


352821 35423 


354284 35569 


355741 35715 


464412 46582 


467397 46889 


6S ribosomal RNA, partial sequence 499730 50125 


587905 58931 


628893 63029 


659171 660617 Morax 


265678830 
ce 34093 
hales; Pis 
265678823 


biaceae; R 
265678821 


microbiace 
265678820 


microbiace 
265678818 


Sphingomon 
265678812 
ence 36326 
terales; C 
265678807 
quence 
eria; Rhod 
265678797 
38592 
nadales; S 
265678794 
ce 39048 
riales; Bu 
265678742 
sequence 
ia; Rhizob 
265678741 


Rhodospiri 
265678739 


rkholderia 
265678719 
ence 49817 
riales; Co 
265678718 


mamonadace 
265678700 
52719 
nadales; M 
265678677 
sequence 
ia; Acidit 


265678668 
al sequenc 
ria; Burkh 
265678660 


rkholderia 
265678631 


Rhodospiri 
265678625 
ence 63798 
nadales; X 
265678618 
e 64884 
les; Beije 
265678609 


raxella. 
265678597 


ref|NR_029135.1 
6 342344 Hydrog 
cirickettsiaceae 
ref |NR_029128.1 


bium. 
NR_029126.1 


hodo. 
ref 


ae; 
ref 


Rhodoplanes. 
NR_029125.1 


ae; Rhodoplanes. 
ref |NR_029123.1 
7 Sphingopyxis 
adaceae; Sphingo 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029112.1 
370665 372098 


obacterales; Rho 


ref |NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref |NR_029046.1 


llaceae; Inquili 
ref|NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref |NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy: 
ref |NR_029023.1 


ae; Hydrogenopha 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref |NR_028982.1 

562358 563851 
hiobacillales; A 


ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028936.1 
llaceae; Roseosp 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028914.1 
ella canis Bacte 


ref 


Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Rhodobium orientis 


’ 


0 Rhodobium orientis Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Burkholderia terricola 


terricola Bacteria; 


ia. 

Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 

Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Burkholderia tropica 


tropica Bacteria; 


ia. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Moraxella canis strain 
ria; Proteobacteria; 


Ochrobactrum tritici 


NR_028902.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


677507 678904 Ochrobactrum tritici Bacteria; 


145098 Bacteria_16S 680002 679935 37 103 gi| 265678596 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 


ref|NR_028901.1] Ochrobactrum 
678955 680426 Ochrobactrum 


grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


145098 Bacteria_16S 681522 681455 37 103 gi| 265678595 
strain NA 1 16S ribosomal RNA, partial sequence 680477 68183 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

145098 Bacteria_16S 682927 682860 37 103 gi| 265678594 
strain NCTC 10617 16S ribosomal RNA, partial sequence 68188 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

145098 Bacteria_16S 685894 685827 37 103 gi| 265678592 
indolicum strain In04 16S ribosomal RNA, partial sequence 68477 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
145098 Bacteria_16S 698147 698080 37 103 gi| 265678584 


aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 69711 


Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae 


145098 Bacteria_16S 739053 738986 37 103 gi| 265678555 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 73794 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
145098 Bacteria_16S 757900 757833 37 103 gi| 265678541 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 

respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 


145098 Bacteria_16S 759401 759334 37 103 gi| 265678540 
strain Al 16S ribosomal RNA, partial sequence 758305 75981 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

145098 Bacteria_16S 760955 760888 37 103 gi| 265678539 
strain V33 16S ribosomal RNA, partial sequence 759866 76120 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

145098 Bacteria_16S 768489 768422 37 103 gi| 265678534 
strain J1 16S ribosomal RNA, partial sequence 767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
145098 Bacteria_16S 794623 794556 37 103 gi| 265678516 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 79361 


ref|NR_028900.1| Neisseria animalis 
1 Neisseria animalis Bacteria; 
Neisseria. 
ref|NR_028899.1| Neisseria lactamica 
2 683236 Neisseria lactamica Bacteria; 
Neisseria. 
ref|NR_028897.1| Desulfobacterium 
4 686292 Desulfobacterium indolicum 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_028889.1| Brevundimonas 
8 698533 Brevundimonas aurantiaca 

; Brevundimonas. 
ref|NR_028859.1| Herbaspirillum 
8 739471 Herbaspirillum lusitanum 
alobacteraceae; Herbaspirillum. 
ref|NR_028845.1| Cupriavidus 

756798 758254 Cupriavidus 

deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028844.1| Alysiella filiformis 
5 Alysiella filiformis Bacteria; 
Alysiella. 
ref|NR_028843.1| Neisseria dentiae 
6 Neisseria dentiae Bacteria; 
Neisseria. 
ref |NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 
ae; Devosia. 
ref|NR_028819.1| Rhizobium loessense 
1 794989 Rhizobium loessense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


145098 Bacteria_16S 813140 813073 37 103 gi| 265678504 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 81203 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 


145098 Bacteria_16S 825265 825198 37 103 gi| 265678496 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

145098 Bacteria_16S 826767 826700 37 103 gi| 265678495 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

145098 Bacteria_16S 834500 834433 37 103 gi| 265678490 


subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequen 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sp 
Zymomonas. 
145098 Bacteria_16S 836002 835935 37 103 gi| 265678489 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial seque 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacte 
Sphingomonadaceae; Zymomonas. 


145098 Bacteria_16S 843524 843457 37 103 gi| 265678484 
strain AMX51 16S ribosomal RNA, partial sequence 842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
145098 Bacteria_16S 853947 853880 37 103 gi| 265678477 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 

conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulforegula. 
145098 Bacteria_16S 867835 867768 37 103 gi| 265678467 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 86827 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
145098 Bacteria_16S 893332 893265 37 103 gi| 265678449 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 89373 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
145098 Bacteria_16S 894867 894800 37 103 gi| 265678448 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 89526 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
145098 Bacteria_16S 896402 896335 37 103 gi| 265678447 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 89680 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


ref|NR_028807.1| Thioalkalivibrio 

5 813508 Thioalkalivibrio jannaschii 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 


ref|NR_028798.1| Bosea eneae strain 
eneae Bacteria; Proteobacteria; 


ref|NR_028793.1| Zymomonas mobilis 
ce 833445 834896 Zymomonas mobilis 
hingomonadales; Sphingomonadaceae; 


ref|NR_028792.1| Zymomonas mobilis 
nce 834947 836398 Zymomonas 
ria; Sphingomonadales; 


ref|NR_028787.1| Bosea minatitlanensis 

9 Bosea minatitlanensis Bacteria; 

ae; Bosea. 

ref|NR_028780.1] Desulforegula 
852834 854357 Desulforegula 

fobacterales; Desulfobacteraceae; 


ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
aceae; Xanthomonas. 

ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 

ceae; Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 
ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 
ceae; Pandoraea. 


145098 Bacteria_16S 901115 901048 37 103 gi| 265678444 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 90001 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


ref|NR_028746.1| Thioalkalimicrobium 
3 901506 Thioalkalimicrobium sibiricum 
cirickettsiaceae; Thioalkalimicrobium. 


145098 Bacteria_16S 
siderophilus stra 
siderophilus Bacteria; 


905755 905652 1 


Firmicutes; 


Thermoanaerobacter. 


145098 Bacteria_16S 


strain LSv21 16S 


oceanense strain 
Bacteria; 


strain IMI 359870 


Proteobacteria; B 
145098 Bacteria_16S 
strain 2 16S ribo 
Proteobacteria; B 
145098 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


taeniospiralis st 


taeniospiralis Bacteria; 


Hydrogenophaga. 


145098 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


strain 133 16S ri 
Proteobacteria; B 


strain 146 16S ri 
Proteobacteria; B 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


145098 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


145098 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


chilensis strain 
Bacteria; Proteob 


strain JB-A2 16S 
Proteobacteria; G 


strain S5b2 16S r 


strain GP1ll 16S r 
Proteobacteria; G 


145098 Bacteria_16S 
199/55 16S ribosomal RNA, 
Gammaproteobacteria; 
145098 Bacteria_16S 


strain Ne 11 16S 


L-3 16S ribosomal 


Gammaproteobacteria; 
145098 Bacteria_16S 
strain SH22623 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Proteob 
145098 Bacteria_16S 


922804 922737 37 


924375 924308 37 


942822 942755 37 


944385 944318 37 


945948 945881 37 


947508 947441 37 
Proteobacteria; 


949074 949007 37 


950635 950568 37 


952194 952127 37 


953745 953678 37 
eria; Proteobacteria; 


955305 955238 37 


956798 956731 37 


998387 998320 37 


999899 999832 37 


1001419 1001352 37 


1002944 1002877 37 


1013470 1013403 37 
ibosomal 
ammaproteobacteria; 
1014966 1014899 37 
partial 
Pseudomonadales; 

1016462 1016395 37 
ribosoma 


1017959 1017892 37 
RNA, partial sequence 
Pseudomonadales; 

1025675 1025608 37 


145098 Bacteria_16S 


1027207 1027140 37 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
145098 Bacteria_16S 


Desulfobacterales; 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
145098 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
145098 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
145098 Bacteria_16S 


strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
145098 Bacteria_16S 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
145098 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
145098 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
145098 Bacteria_16S 
RNA, partial sequence 


sequence 


1 RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
145098 Bacteria_16S 


Moraxellaceae; 


103 gi 


in SR4 16S ribosomal RNA, partial sequ 
Clostridia; 


103 gi 


103 gi 


ASv26 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


103 gi 


103 gi 


somal RNA, partial sequence 943283 944795 Hyd 
etaproteobacteria; Burkholderiales; Comamonadaceae; 


103 gi 


n GA3 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 
145098 Bacteria_16S 


103 gi 


rain 2K1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


103 gi 


103 gi 
103 gi 


103 gi 


in CA 1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


103 gi 


6S ribosomal RNA, partial sequence 954207 95569 
etaproteobacteria; Burkholderiales; Comamonadace 
145098 Bacteria_16S 


103 gi 


103 gi 


103 gi 
103 gi 
103 gi 
103 gi 


103 gi 


1013897 1015342 Morax 
Moraxellaceae; 


Mo 


103 gi 


oraxellace 

103 gi| 265678366 

1016889 1018335 Morax 
Moraxella. 

103 gi| 265678361 


Thermoan 


947973 94948 
Comamonadaceae; 


949535 95104 
Comamonadaceae; 


951100 95259 
Comamonadaceae; 


1000320 10017 


1001834 10033 


1012401 10138 


Pseudomonadales; M 


1015393 10168 
Pseudomonadales; M 


1024681 10260 


265678441 


265678430 


921679 923198 Desulfofrigus 
Desulfobacteraceae; 


265678429 


265678417 


265678416 


265678415 


94484 


265678414 


265678413 


265678412 


265678411 


265678410 
Burkho 


265678409 


265678408 
sequence 


265678379 
ce 99729 
hales; Pis 
265678378 
ce 99880 
hales; Pis 
265678377 


ciricketts 
265678376 


ocyclaceae 
265678369 


oraxellace 
265678368 


raxella. 
265678367 


103 gi 


ence 90455 
aerobacterales; 


rogenophaga flava 


Burkholderiales; 


ref |NR_028743.1 


ref |NR_028732.1 


ref |NR_028731.1 


ref|NR_028719.1 
Comamonas. 


ref|NR_028718.1 


ref|NR_028717.1 


ref|NR_028715.1 


Acidovorax. 
NR_028714.1 


ref 


Acidovorax. 
ref |NR_028713.1 
Curvibacter. 
ref|NR_028712.1 

952645 954156 
lderiales; 


ref|NR_028711.1 
7 Giesbergeria 
ae; Giesbergeria 
ref|NR_028710.1 

955748 957207 
Phyl 


ref|NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


iaceae; Thiomicr 
ref |NR_028678.1 


; Azovibrio. 
ref |NR_028671.1 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 
ella 
ref|NR_028669.1 
Moraxella. 


NR_028668.1 
bovis Bacte 


ae; 
ref 
ella 


ref|NR_028663.1 


265678360 


acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 


Thermoanaerobacter 


8 906118 Thermoanaerobacter 
Thermoanaerobacteraceae; 


Desulfofrigus fragile 
fragile Bacteria; 


Desulfofrigus. 


Desulfofrigus 


923249 924771 Desulfofrigus oceanense 
Desulfobacteraceae; Desulfofrigus. 


Comamonas terrigena 


941714 943232 Comamonas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 


Hydrogenophaga. 


Hydrogenophaga 


6 946358 Hydrogenophaga pseudoflava 
Comamonadaceae; Hydrogenophaga. 


Hydrogenophaga 
Hydrogenophaga 


Comamonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 


Comamonadaceae; 


Giesbergeria sinuosa 


sinuosa Bacteria; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Thiomicrospira 

crospira kuenenii 

; Thiomicrospira. 
Thiomicrospira 

crospira chilensis 

; Thiomicrospira. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 
biaceae; Rhizobium/Agrobacterium group; Rhizobium. 


ref |NR_028662.1 
1026088 102759 


Desulfobacca 
1 Desulfobacca 


acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfobacca. 
145098 Bacteria_16S 


thermophila strain I78 16S ribosomal RNA, partial sequence 


Bacteria; 
145098 Bacteria_16S 


strain 7-2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
145098 Bacteria_16S 


strain 7-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
145098 Bacteria_16S 


hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 


145098 Bacteria_16S 
strain W1-2B 16S 


145098 Bacteria_16S 
strain JCM 21370 


1030207 1030140 37 
1036349 1036282 37 
1037889 1037822 37 


1060740 1060653 17 


1069757 1069690 37 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 


1071251 1071184 37 


Deinococcus-Thermus; 


103 gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


103 gi 


10 


103 gi 


10 


103 gi 


103 gi 


10 


103 gi 


16S ribosomal RNA, partial sequence 1070184 10716 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


145098 Bacteria_16S 


witflariensis strain W-5 
witflariensis Bacteria; 


Sphingopyxis. 
145098 Bacteria_16S 


phragmitetus strain C6-1 
phragmitetus Bacteria; 


Pannonibacter. 
145098 Bacteria_16S 


strain Ter6 16S ribosoma 


Proteobacteria; 
145098 Bacteria_16S 
strain AAFu3 16S 
Deferribacteres; 
145098 Bacteria_16S 


lucentensis strain QMT2 


Bacteria; 
145098 Bacteria_16S 


DSM 9946 16S ribosomal R 


Deinococcus-Thermus; 
145098 Bacteria_16S 
C91 16S ribosomal 
Proteobacteria; 
145098 Bacteria_16S 
13501 
Proteobacteria; 
145098 Bacteria_16S 


tataouinensis TTB310 16S ribosomal RNA, partial sequence 


TTB310 Bacteria; 
145098 Bacteria_16S 
DSM 
Bacteria; 
145098 Bacteria_16S 


schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; 


145098 Bacteria_16S 
temperatum strain 


145098 Bacteria_16S 
strain UR/MT95 16 
Proteobacteria; 
145098 Bacteria_16S 
strain LMG 20598 
Proteobacteria; 

145098 Bacteria_16S 
subsp. 


Hyphomicrobium. 
145098 Bacteria_16S 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 


Betaproteobacteria; 
ribosomal RNA, 


Deferribacterales; 


Proteobacteria; 


RNA, partial 
Betaprot 


16S ribosomal RNA, 
Betaproteobacteria; 


1142131 1142064 37 


1143652 1143585 37 


1146694 1146627 37 


1149784 1149681 1 


1151171 1151104 36 


1163293 1163226 37 


Deinococci; Thermales; 
1180004 1179937 37 
sequence 


1193559 1193492 37 
complete sequence 


1198221 1198154 37 


1210345 1210243 1 


14365 16S ribosomal RNA, partial sequence 


1232883 1232816 37 


1243480 1243413 37 


1267532 1267465 37 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


1283882 1283815 37 


1309622 1309555 37 


1311095 1311028 37 


1 RNA, partial sequence 
Burkholderiales; 


partial sequence 


103 gi 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


103 gi 


9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


103 gi 


11 


103 gi 


11 


Deferribacteraceae; 


102 gi 


16S ribosomal RNA, partial sequence 11501 
Alphaproteobacteria; Rhodospirillales; 


103 gi 


NA, partial sequence 1162257 1163688 Meiot 


Thermaceae; 
103 gi 


1178919 1180416 
eobacteria; Nitrosomonadales; Nitrosomona 


103 gi 


1192457 1193978 
Burkholderiales; Alcaligenace 


103 gi 


Proteobacteria; Betaproteobacteria; Burkholderia 


103 gi 


103 gi 


103 gi 


SDW 018 16S ribosomal RNA, partial sequence 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; 


103 gi 


103 gi 


16S ribosomal RNA, partial sequence 1282800 12842 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


103 gi 


103 gi 


Deinococc 


Oxalobactera 


1209193 12106 
Proteobacteria; Deltaproteobacteria; Myxococcales; 


1266430 12679 


265678358 
10291 
Pis 
265678354 
35238 10367 


Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


265678353 
36784 10382 


265678337 
i; Thermal 
265678331 
68707 10701 
265678330 


Rhodospiri 
253680762 


Sphi 
253680761 
Rhodo 


253680759 
45612 11470 


253680757 
48654 11501 


253680756 


228720981 


228717704 


Nitro 


228715722 
Borde 


228715504 
11971 


228715350 


Nann 
219878271 


Rh 
219878114 


Rhizobi 
219846423 


219846066 


228721488 


tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; 


228721487 


Syntrophobacterales; 


Meiothermus. 


ref|NR_028660.1 


ref|NR_028656.1 


ref|NR_028655.1 
Curvibacter. 
ref |NR_028639.1 
1059624 106111 
es; Thermaceae; 
ref |NR_028633.1 
33 Brevundimonas 
aceae; 
ref |NR_028632.1 


llaceae; Tistrel 
ref|NR_028010.1 

1141076 114255 
ngomonadales; 


ref|NR_028009.1 

1142608 114408 
bacterales; 
ref|NR_028007.1 


ceae; 
ref|NR_028005.1 


ref|NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_027600.1 
hermus silvanus 


ref|NR_027566.1 
somonas eutropha 
daceae; 
ref |NR_027537.1 
tella hinzii LMG 
ae; Bordetella. 
ref|NR_027534.1 
31 1198567 Ramlib 
les; Comamonadac 
ref|NR_027522.1 


ocystineae; Hali 
ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_026014.1 


Massilia. 
ref|NR_025656.1 
83 Burkholderia 
Burkholder 
NR_027611.1 

130859 
Rhizobiales 


ref 


ref 


Syntrophaceae; 


Thiomicrospira 


05 1030582 Thiomicrospira thermophila 
cirickettsiaceae; 


Thiomicrospira. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
Herbaspirillum. 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Sphingopyxis 
7 Sphingopyxis 


Sphingomonadaceae; 


Pannonibacter 
2 Pannonibacter 


Rhodobacteraceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
Collimonas. 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 
Geovibrio. 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Meiothermus silvanus 
DSM 9946 Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Mesorhizobium 

4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Massilia timonae 


23 Massilia timonae Bacteria; 


Burkholderia hospita 


hospita Bacteria; 


ia. 

Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


NR_027610.1 
131006 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 


facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


145098 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


145098 Bacteria_16S 


gryphiswaldense s 


1312632 1312565 37 103 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1340212 1340145 37 103 gi 
train MSR-1 16S ribosomal RNA, partial 


gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphapr 


Magnetospirillum. 


145098 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


145098 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


145098 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


145098 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


145098 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


145098 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


145098 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


145098 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


145098 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
145098 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


145098 Bacteria_16S 


strain S-3 16S ri 


Proteobacteria; Alphaproteobacteria; 
145098 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


145098 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


145098 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


145098 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


145098 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


145098 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


145098 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


145098 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


145098 Bacteria_16S 


AMMD 16S ribosoma 


1363043 1362940 1 103 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1369126 1369023 1 103 gi 
RS-1 16S ribosomal RNA, complete sequ 


1373647 1373580 37 103 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1376740 1376673 37 103 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1381148 1381081 37 103 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1387233 1387166 37 103 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388748 1388681 37 103 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1397626 1397559 37 103 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


gi 


1400635 1400568 37 
RNA, partial sequence 


103 gi 
Sphingomonadales; 
1408066 1407999 37 103 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1414127 1414060 37 103 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 

1424836 1424769 37 103 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1429527 1429460 37 103 gi 
in USAM 3C 16S ribosomal RNA, partial 

eria; Proteobacteria; Gammaproteobacte 


1438779 1438712 37 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1455520 1455453 37 103 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1457029 1456962 37 103 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1466016 1465949 37 103 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1469026 1468959 37 103 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1472103 1472036 37 103 gi 
EY3860 16S ribosomal RNA, partial seq 


103 gi 


1473495 1473428 37 
1 RNA, partial sequence 


103 gi 


acteria; Deltaproteobacteria; Desulfov 


1372563 


1386182 


1387667 


1399580 1401060 Sphin 


1413085 1 


14237411 


1437684 1 


14649241 


1467942 1 


ia; Proteobacteria; Betaproteobacteria; 


228721465 
sequence 
eria; Xant 


228721340 
sequence 
oteobacter 


228719132 
nce 13619 
terales; R 
228718692 
ence 13679 
ibrionales 
228717983 
13740 
rkholderia 
228717818 
ce 13756 
olderiales 
228717274 
ce 13801 
les; Beije 
228716754 
13876 
riales; Bu 
228716720 
13891 
rkholderia 
228715764 
uence 


bacteria; 


228715353 


Sphingomon 
219846657 
artial seq 
acteria; S 


224581449 
4145 
Sphingomon 
224581442 
4252 
ocyclaceae 
224581439 
sequence 

ria; Xanth 


224581429 
4391 
ocyclaceae 
224581417 
sequence 

ia; Aeromo 
224581416 
ence 14559 
riales; Al 
224581409 
4664 
ocycla 
224581407 
4694 
ocycla 
224581405 
uence 
; Burkhold 
224581402 


ceae; 


ceae; 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_027605.1 
1339181 134062 
ia; Rhodospirill 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027569.1 


ceae; Burkholder 
ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 
ref|NR_027539.1 

1396599 139803 
Rhizobiales; Met 


ref 
gomo 
adac 

ref 
uenc 
phin 


NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_026249.1 
e 140703 


gomonadales; 


ref |NR_027233.1 


adac 
ref 


eae; Sphingo 

NR_027224.1 

; Thauera. 

ref |NR_027221.1 
1428427 142992 

omonadales; Xant 


ref|NR_027211.1 


Th 


nada n 
ref|NR_027197.1 
66 1457283 Achrom 
caligenaceae; Ac 
ref|NR_027190.1 
33 Azoarcus 
; Azoarcus. 
ref|NR_027188.1 
14 Zoogloea 
+ Zoogloea. 
ref|NR_027186.1 

1471041 147236 
eriales; Alcalig 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Burkholderia unamae 


50 Burkholderia unamae MTI-641 Bacteria; 


ia. 

Polaromonas 
monas naphthalenivorans 
Polaromonas. 
Methylocella 
ocella silvestris BL2 
hylocella. 

Burkholderia phymatum 


, 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Methylobacterium 

3 Methylobacterium 

hylobacteriaceae; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 

Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 

Achromobacter 
obacter ruhlandii 
hromobacter. 

Azoarcus buckelii 


buckelii Bacteria; 


Zoogloea resiniphila 


resiniphila Bacteria; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Burkholderia ambifaria 


ref|NR_024882.1 


1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 


complex. 


145098 Bacteria_16S 1481241 1481174 37 


denitrificans strain K601 16S ribosomal RNA, 
denitrificans K601 Bacteria; Proteobacteria; 


Alicycliphilus. 


145098 Bacteria_16S 1485754 1485687 37 


tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 


Mesorhizobium. 


145098 Bacteria_16S 1487267 1487200 37 


103 


partial sequence 
Betaproteobacteria; 


103 


103 


strain SO2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


145098 Bacteria_16S 1493320 1493253 37 


103 


strain SA35 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


145098 Bacteria_16S 1508269 1508202 37 


subsp. elongata strain ATCC 25295 16S ribosomal RNA, 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobact 


Neisseria. 


145098 Bacteria_16S 1515711 1515644 37 


septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhi 


Mesorhizobium. 


145098 Bacteria_16S 1533999 1533932 37 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
Burkholderia; Burkholderia cepacia complex. 


145098 Bacteria_16S 1570049 1569982 37 


lusatiensis strain S1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


145098 Bacteria_16S 1576151 1576048 1 


strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


145098 Bacteria_16S 1580655 1580588 37 


americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 
Sinorhizobium/Ensifer group; Sinorhizobium. 


145098 Bacteria_16S 1582164 1582097 37 


lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequenc 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 


145098 Bacteria_16S 1615852 1615785 37 


103 


103 


103 


103 


103 


103 


103 


103 


strain CM243 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 


145098 Bacteria_16S 1623460 1623393 37 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkh 


stercoricanis Bacteria; Proteobacteria; 
145098 Bacteria_16S 1629462 1629395 37 


strain T4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 


145098 Bacteria_16S 1634067 1634000 37 


litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromona 


145098 Bacteria_16S 1647742 1647675 37 


strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 


145098 Bacteria_16S 1649239 1649172 37 


DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stell 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 


145098 Bacteria_16S 1653816 1653749 37 


strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


145098 Bacteria_16S 1655363 1655296 37 


strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


145098 Bacteria_16S 1656874 1656807 37 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhiz 


145098 Bacteria_16S 1687287 1687220 37 


margaritifer strain N2-214 16S ribosomal RNA, partial sequence 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrog 


Tepidiphilus. 
145098 Bacteria_16S 


1704312 1704245 37 


103 


103 


103 


103 


103 


103 


103 


103 


103 


103 


Xanthobacterace 


gi|219878371 


gi|219857250 


gi] 219857235 
1486230 14876 


gi| 219846714 
1492298 14937 


gi| 219846303 


complete sequence 


gi|219878113 


gi] 219857425 


gi|219878173 
15690 


gi|219856867 


gi|219878491 


gi|219878490 
gi|219878466 
1614821 16162 
gi|219878461 
gi|219878457 
1628419 16298 


gi|219878454 


gi|219878444 


gi|219878443 


gi|219878439 


1652728 16542 


gi|219878438 
1654275 16557 


gi| 219878437 


gi|219878417 


ref|NR_025510.1| Alicycliphilus 
1480151 1481652 Alicycliphilus 
Burkholderiales; Comamonadaceae; 


ref|NR_024880.1| Mesorhizobium 
1484704 1486179 Mesorhizobium 
biales; Phyllobacteriaceae; 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 


Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


ref|NR_026306.1| Xanthobacter agilis 
11 Xanthobacter agilis Bacteria; 

ae; Xanthobacter. 
ref|NR_025893.1| Neisseria elongata 
1507158 1508633 Neisseria 
eria; Neisseriales; Neisseriaceae; 


ref|NR_025252.1| Mesorhizobium 
1514694 1516108 Mesorhizobium 
zobiales; Phyllobacteriaceae; 


ref|NR_025013.1| Burkholderia 
1532915 1534322 Burkholderia 
deriales; Burkholderiaceae; 


ref|NR_025312.1| Defluvibacter 
18 1570426 Defluvibacter lusatiensis 
obacteriaceae; Defluvibacter. 
ref|NR_024686.1| Lentzea waywayandensis 
26 Lentzea waywayandensis Bacteria; 
eae; Actinosynnemataceae; Lentzea. 
ref|NR_025251.1| Sinorhizobium 

1579624 1581060 Sinorhizobium 
ales; Rhizobiaceae; 


ref|NR_025629.1| Rhodovarius 
e 1581111 1582568 Rhodovarius 
varius. 
ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
aceae; Woodsholea. 
ref|NR_025600.1] Sutterella 
1622384 1623838 Sutterella 
olderiales; Alcaligenaceae; Sutterella. 
ref|NR_025596.1|] Methylocella tundrae 
34 Methylocella tundrae Bacteria; 
e; Methylocella. 
ref|NR_025593.1| Oceanisphaera 
1632974 1634479 Oceanisphaera 
dales; Aeromonadaceae; Oceanisphaera. 
ref|NR_025583.1] Stella vacuolata 
52 Stella vacuolata Bacteria; 
raceae; Stella. 
ref|NR_025582.1| Stella humosa strain 
a humosa Bacteria; Proteobacteria; 


ref|NR_025578.1| Thermomonas brevis 
24 Thermomonas brevis Bacteria; 
aceae; Thermomonas. 
ref|NR_025577.1| Thermomonas fusca 
71 Thermomonas fusca Bacteria; 
aceae; Thermomonas. 
ref|NR_025576.1] Ochrobactrum 
1655822 1657274 Ochrobactrum 
obiales; Brucellaceae; Ochrobactrum. 
ref|NR_025556.1| Tepidiphilus 
1686206 1687661 Tepidiphilus 
enophilales; Hydrogenophilaceae; 


gi|219878405 


echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 


ref|NR_025544.1| Methylocystis 
1703281 1704687 Methylocystis 


145098 Bacteria_16S 
strain LMG 3475 1 
Proteobacteria; B 
145098 Bacteria_16S 
alexandrii strain 
alexandrii Bacter 
145098 Bacteria_16S 


limicola strain GolChil 16S ribosomal RNA, 


limicola Bacteria; 
145098 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Sterolibacterium. 
145098 Bacteria_16S 
strain vc 5 16S r 


145098 Bacteria_16S 
haemolytica strai 
haemolytica Bacte 
Thermomonas. 
145098 Bacteria_16S 
strain SE3104 16S 


ria; 


145098 Bacteria_16S 
stellipolaris str 
stellipolaris Bac 
Alteromonas. 
145098 Bacteria_16S 
asaccharovorans s 
asaccharovorans B 
Chelatococcus. 
145098 Bacteria_16S 
strain LMG 21857 
Proteobacteria; G 
145098 Bacteria_16S 


strain LUH4616 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 


145098 Bacteria_16S 


thiooxidans strain CS-K2 16S ribosomal RNA, partial seque 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteri 


145098 Bacteria_16S 
schindleri strain 
schindleri Bacter 
145098 Bacteria_16S 
chacoense strain 
Bacteria; Proteob 
145098 Bacteria_16S 
strain DSM 11334 

Proteobacteria; B 
145098 Bacteria_16S 
strain LMG 1945, 

Proteobacteria; B 
145098 Bacteria_16S 
CIP 106764 16S ri 
Firmicutes; Lacto 
145098 Bacteria_16S 
strain LUH 3792Ty 


teria; 


1725662 1725595 37 


1828872 1828805 37 


1830422 1830355 37 


1836475 1836408 37 
Proteobacteria; 


1845779 1845712 37 


1850387 1850320 37 
Proteobacteria; 


1851873 1851806 37 


1860827 1860760 37 


Proteobacteria; 


1868526 1868459 37 


1869988 1869921 37 


1873098 1873031 37 


1879140 1879073 37 


1888544 1888477 37 


1890033 1889966 37 


1897810 1897743 37 


1899353 1899286 37 


1903725 1903658 36 


1913918 1913851 37 


103 


6S ribosomal RNA, partial sequence 1724592 17259 
etaproteobacteria; Burkholderiales; Co: 


103 


C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 


103 
compl 


Proteobacteria; Betaproteobacteria; 


103 


ain Chol-1S 16S ribosomal RNA, 
teria; 


Betaprot 


103 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


103 


n A50-7-3 16S ribosomal RNA, partial s 
Gammaproteobacter 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


103 


ain LMG 21861 16S ribosomal RNA, parti 
Gammaproteobact 


103 


train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


103 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 


103 


103 


103 


LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 


103 


PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


103 


16S ribosomal RNA, partial sequence 1896710 18982 
etaproteobacteria; Burkholderiales; Al 


103 


R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 


103 


bosomal RNA, partial sequence 
bacillales; Aerococcaceae; 


103 


Facklamia. 


gi|219878391 


219878317 

quence 

a; 
gi| 219878316 

ete sequence 

Rh 

219878311 

e 

ri 


gi 


gi 
complet 
eobacteria; 
gi| 219878305 
1844748 18461 
yp 
219878302 
equence 
ia 


gi 


, 


gi| 219878301 
1850849 18521 
Rhodospiri 
219878294 
al sequenc 
eria; Alte 


gi 


219878289 
equence 
cteria; 


gi 


gi|219878288 


gi| 219878286 
1872026 18734 
axellace 
219878282 
nce 

a; Burkhol 
219878273 
quence 

a; 
219878272 
e 18889 
les; Phyll 
219878265 


gi 


gi 


gi 


gi 


caligenace 
219878264 
nce 18982 
caligenace 
gi| 219878261 
1902626 19040 


gi 


219878253 
19128 


gi 


mamonadace 


Rhodoba 


odocycla 


sequence 
Rhodo 


homonada 


Xanthomona 


Rhi 


eromonad 


Pseudomonad 


Bacteria; 


strain Se-1111R 1 


Proteobacteria; 


denitrificans Bac 
Thiobacillus. 


145098 Bacteria_16S 


Proteob 
145098 Bacteria_16S 
nitrativorans str 
nitrativorans Bac 
145098 Bacteria_16S 


B 
145098 Bacteria_16S 
denitrificans str 


pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1936877 1936810 37 103 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1947601 1947534 37 103 gi 


etaproteobacteria; Burkholderiales; Al 
1964333 1964266 37 103 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


1965850 1965783 37 103 


gi 


na 
219878237 
eq 
ri 
219878230 
6S ribosomal RNA, partial sequence 1946525 19480 
ca 
219878219 
ia 
ri 


dal 
uen 
a; 

lig 


ls 
a; 


219878218 


es; M 
ce 

Burkh 
enace 


equen 
Hydro 


ref|NR_025530.1 
ae; Comamonas. 
ref|NR_025456.1 

1827843 182926 
cterales; 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodoc 


ref |NR_025444.1 


ceae; Maricaulis 
ref|NR_025441.1 

1849299 185079 
dales; Xant 
ref|NR_025440.1 
llaceae; Roseosp 
ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


NR_025428.1 
1867493 186885 
iales; Beije 
ref |NR_025427.1 
aceae; Glaciecol 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025421.1 
1878060 187954 
deriales; Burkho 
ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; 
ref|NR_025404.1 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025400.1 


ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025376.1 

1935800 193729 
olderiales; Coma 
ref |NR_025369.1 


ae; Bordetella. 


Hyphomonadaceae; 


h 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Sterolibacterium 

8 Sterolibacterium 

yclaceae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Alteromonas 

3 Alteromonas 

eromonadaceae; 


Chelatococcus 
8 Chelatococcus 


rinckiaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 

Acinetobacter parvus 
parvus Bacteria; 

ry 

Limnobacter 

7 Limnobacter 
lderiaceae; Limnobacter. 
Acinetobacter 

7 Acinetobacter 
llaceae; Acinetobacter. 
Mesorhizobium 

izobium chacoense 


Mesorhizobium. 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Comamonas 

7 Comamonas 

monadaceae; Comamonas. 
Bordetella petrii 


20 Bordetella petrii Bacteria; 


ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


Alcaligenes. 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


ref|NR_025357.1 
1964797 196621 


Alcaligenes faecalis 
0 Alcaligenes faecalis 


145098 Bacteria_ 


16S 1971651 1971584 37 


103 


gi| 219878214 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 


frisingense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 
145098 Bacteria_ 


16S 1987305 1987238 37 


ferrugineus strain Cb fel8 16S ribosomal 


ferrugineus Bacteria; 


Cystobacteraceae; 
145098 Bacteria_ 


jannaschiana stra 
jannaschiana Bact 


145098 Bacteria_ 


strain DSM 2665 1 


Bacteria; 


Stenotrophomonas. 


145098 Bacteria_16S 


strain B1953/27.1 


Proteobacteria; G 
145098 Bacteria_16S 
strain 58Eu 16S r 
Proteobacteria; B 
145098 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 
145098 Bacteria_16S 
defragrans strain 
Proteob 
145098 Bacteria_16S 


Bacteria; 


strain IBS 506 16 


Proteobacteria; 
Cystobacter. 
16S 2013478 2013411 37 


16S 


2014938 2014871 37 


2017898 2017831 37 


2022310 2022243 37 


2023799 2023732 37 


2042018 2041951 37 
Proteobacteria; 
2043577 2043510 37 
Proteobacteria; 


2045152 2045085 37 


2068139 2068072 37 


2069671 2069604 37 


2074308 2074241 37 


2075796 2075729 37 


103 
RNA, 


103 


in ATCC 33883 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


103 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
145098 Bacteria_16S 
strain ATCC 15257 
Proteob 
145098 Bacteria_16S 
strain ATCC 15253 


103 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae 


103 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
145098 Bacteria_16S 
broegbernensis st 
broegbernensis Bacteria; 
Pseudoxanthomonas. 
145098 Bacteria_16S 
nitritireducens s 
nitritireducens Bacteria; 


103 


rain B1616/1 16S ribosomal RNA, partial 


103 


train L2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


103 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


103 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


103 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


103 


103 


S ribosomal RNA, partial sequence 


complete 
Deltaproteobacteria; 


219878204 
sequence 


gi 


gi|219878187 


gi|219878186 


6S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
145098 Bacteria_16S 
strain MCS 25 16S 


gi|219878184 
2016867 20182 


219878181 
20212 


gi 


219878180 
20227 


gi 


gi|219878167 


219878166 


gi 


219878165 
20440 


gi 
gi|219878145 
2067059 20685 


gi|219878144 
2068593 20700 


gi|219878141 


54Pin 16S ribosomal RNA, partial sequence 20732 
acteria; Betaproteobacteria; Burkholderiales; 


Al 
gi| 219878139 
2074760 20762 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


145098 Bacteria_16S 


strain IBS 382 16 


2085049 2084982 37 


103 


S ribosomal RNA, partial sequence 


gi|219878133 
2084014 20854 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


145098 Bacteria_16S 


2089595 2089528 37 


Soel 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
145098 Bacteria_16S 
hydrothermalis st 
hydrothermalis Bacteria; 


Thermomonas. 


145098 Bacteria_16S 
aquibiodomus stra 
aquibiodomus Bact 


Nitratireductor. 


145098 Bacteria_16S 


strain SW-47 16S 


Xanthomonadales; 
2094147 2094080 37 


Proteobacteria; 


2098684 2098617 37 


2101752 2101685 37 
ribosomal RNA, 


103 


2088549 2089942 Nevskia ramosa Bacter 
Sinobacteraceae; 


103 


rain SGM-6 16S ribosomal RNA, partial 
Gammaproteobacteria; 


103 


in NL21 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


103 


partial sequence 


gi| 219878130 
Nevskia. 
219878126 
sequence 


gi 
gi|219878123 
Rhizo 


gi|219878121 
2100672 21021 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


145098 Bacteria_16S 


submarinus strain 
Bacteria; 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
145098 Bacteria_16S 


Proteobacteria; 
145098 Bacteria_16S 


2103381 2103278 1 
6N 16S 


2151752 2151685 37 
ribosomal RNA, 


2179013 2178946 37 


103 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales 


103 


partial sequence 
Sphingomonadales; 


103 


219878118 
21022 


gi 


gi| 219857634 
2150729 21521 
Erythrobac 
219857614 


gi 


henchirensis strain TMB834 16S ribosomal RNA, partial sequence 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 


Burkholderiales; 


Myxococcales; 


sequence 2012455 201386 
Rhodobacterales; 


yphomonadaceae; 


sequence 
Gammaproteobacteria; 


Xanthomonadales; X 


ref|NR_025353.1 
1970584 197204 


ref |NR_025343.1 
1986193 198770 


ref |NR_025326.1 


ref|NR_025325.1 


ref |NR_025323.1 
Maricaulis 


ref |NR_025320.1 


ref |NR_025319.1 


ref |NR_025306.1 
2040918 204243 


ref|NR_025305.1 
2042490 204400 


ref |NR_025304.1 


ref|NR_025284.1 
Thauera. 
ref|NR_025283.1 


Thauera. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025278.1 


Bartonella. 
ref|NR_025272.1 


Bartonella. 
ref|NR_025269.1 


ref|NR_025265.1 
2093069 209454 
thomonadales; Xa 


ref |NR_025262.1 
2097632 209908 
biales; Phylloba 
ref |NR_025260.1 
aceae; Alteromon 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref |NR_025223.1 


teraceae; Porphy 


Hyphomonadaceae; 


Herbaspirillum 
9 Herbaspirillum 


Oxalobacteraceae; 


Cystobacter 
9 Cystobacter 


Cystobacterineae; 


Hyphomonas 
4 Hyphomonas 
Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Hyphomonas. 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Caulobacter fusiformis 


81 2022719 Caulobacter fusiformis 
, 


Caulobacter. 
Caulobacter henricii 


70 2024208 Caulobacter henricii Bacteria; 
Caulobacter. 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


Xanthomonadales; Xanthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
Luteimonas. 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Nitratireductor 
7 Nitratireductor 


cteriaceae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 

Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 


ref |NR_025203.1 
2177978 217937 


Ramlibacter 
0 Ramlibacter 


145098 Bacteria_16S 2185038 2184971 37 103 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

145098 Bacteria_16S 2230486 2230419 37 103 gi|219857579|ref|NR_025167.1| Laribacter 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
145098 Bacteria_16S 2256443 2256376 37 103 gi|219857562|ref|NR_025150.1| Desulfobulbus 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; 


Desulfobulbus. 
145098 Bacteria_16S 
strain ICPB 3636 


145098 Bacteria_16S 
strain DSM 11853 


Proteobacteria; 


2265721 2265654 37 


2274908 2274841 37 


Deltaproteobacteria; 


103 


103 


gi|219857556 


gi|219857550 


2255320 2256776 Desulfobulbus 


Desulfobacterales; Desulfobulbaceae; 


ref|NR_025144.1| Simonsiella muelleri 


16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Simonsiella. 


ref|NR_025138.1| Cupriavidus basilensis 


16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


145098 Bacteria_16S 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 
thiocyanoxidans Bacteria; 


Thioalkalivibrio. 
145098 Bacteria_16S 


2287063 2286996 37 


2296065 2295998 37 


Proteobacteria; 


103 


103 


strain 91-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


145098 Bacteria_16S 


strain IBS 193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


145098 Bacteria_16S 


2297531 2297464 37 


2300496 2300429 37 


103 


103 


strain 63287 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


145098 Bacteria_16S 
strain KF46F 16S 


145098 Bacteria_16S 
strain KCTC 12005 


145098 Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


Bacteria; 
145098 Bacteria_16S 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
acidaminiphila Bacteria; 


Stenotrophomonas. 
145098 Bacteria_16S 
strain IPT10 16S 


145098 Bacteria_16S 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 23493 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
145098 Bacteria_16S 


denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 


145098 Bacteria_16S 
strain LMG 16225 


145098 Bacteria_16S 2386854 2386787 37 103 gi| 219857469 
caledonica strain LMG 19076 16S ribosomal RNA, partial sequence 

caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkhold 
145098 Bacteria_16S 2395960 2395893 37 103 gi| 219857463 


strain IBS 325 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


145098 Bacteria_16S 2400480 2400413 37 103 gi| 219857460 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Hyphomicrobium. 
145098 Bacteria_16S 


strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 24116 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 


145098 Bacteria_16S 


2305062 2304995 37 


2315708 2315641 37 


2318693 2318626 37 


2320285 2320218 37 
Proteobacteria; 


2330797 2330730 37 


2350357 2350290 37 


2353389 2353322 37 


Proteobacteria; 
2385330 2385263 37 


2411226 2411159 37 


2415947 2415844 1 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


103 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


103 


103 


Gammaproteobacteria; 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


103 


103 


Betaproteobacteria; 


103 


16S ribosomal RNA, partial sequence 2384259 23857 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


103 


103 


Gammaproteobacteria; 


gi|219857541 


gi| 219857533 
2295034 22964 


gi|219857532 
2296489 22979 


gi| 219857530 
2299447 23008 


gi| 219857526 
2303983 23054 


219857519 
23146 


gi 


gi|219857517 


gi| 219857516 


Xan 


gi| 219857509 
2329695 23312 
gi|219857494 
Hypho: 
gi| 219857492 
Burkh 
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gi] 219857453 


gi| 219857450 


Chromatiales; 


Thioalkalivibrio 
2285990 2287383 Thioalkalivibrio 
Ectothiorhodospiraceae; 


ref|NR_025121.1| Bartonella bovis 
38 Bartonella bovis Bacteria; 
Bartonella. 
ref|NR_025120.1| Bartonella capreoli 
31 Bartonella capreoli Bacteria; 
Bartonella. 
ref|NR_025118.1| Bosea massiliensis 
77 Bosea massiliensis Bacteria; 
Bosea. 
ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 


Xenophilus. 
ref|NR_025107.1| Comamonas koreensis 
34 2316097 Comamonas koreensis Bacteria; 
ae; Comamonas. 
ref|NR_025105.1| Pseudoxanthomonas 


82 2319121 Pseudoxanthomonas mexicana 
anthomonadaceae; Pseudoxanthomonas. 
ref|NR_025104.1] Stenotrophomonas 
2319172 2320713 Stenotrophomonas 
thomonadales; Xanthomonadaceae; 


ref|NR_025097.1| Burkholderia sacchari 
17 Burkholderia sacchari Bacteria; 
ceae; Burkholderia. 
ref|NR_025082.1| Hyphomicrobium 
35 2350745 Hyphomicrobium sulfonivorans 
microbiaceae; Hyphomicrobium. 
ref|NR_025080.1] Comamonas 
2352316 2353757 Comamonas 
olderiales; Comamonadaceae; 
ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 
2385781 2387256 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 
Bartonella. 
ref|NR_025048.1| Hyphomicrobium 
2399427 2400873 Hyphomicrobium 
Hyphomicrobiaceae; 


Comamonas. 


ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


ref |NR_025038.1| Desulfovibrio 


inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 


inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 


Desulfovibrionales; 


2414827 2416310 Desulfovibrio 
Desulfovibrionaceae; 


145098 Bacteria_16S 2428059 2427992 37 103 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 


strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
145098 Bacteria_16S 2441654 2441587 37 103 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 


paradoxus strain ARh1l 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
145098 Bacteria_16S 2458298 2458231 37 103 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 
145098 Bacteria_16S 2469028 2468961 37 103 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


145098 Bacteria_16S 2472014 2471947 37 103 gi|219857402|ref|NR_024990.1| Thioalkalivibrio 
versutus strain AL2 16S ribosomal RNA, partial sequence 2470921 2472353 Thioalkalivibrio versutus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
145098 Bacteria_16S 2473520 2473453 37 103 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

145098 Bacteria_16S 2498913 2498846 37 103 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

145098 Bacteria_16S 2500450 2500383 37 103 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

145098 Bacteria_16S 2538235 2538168 37 103 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

145098 Bacteria_16S 2539640 2539573 37 103 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 2539930 Hyphomonas hirschiana Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

145098 Bacteria_16S 2540970 2540903 37 103 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

145098 Bacteria_16S 2543815 2543748 37 103 gi|219857348|ref|NR_024936.1| Hydrogenophaga 


palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
145098 Bacteria_16S 2545372 2545305 37 103 gi| 219857347 |ref|NR_024935.1| Acidovorax facilis 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


145098 Bacteria_16S 2546928 2546861 37 103 gi|219857346|ref|NR_024934.1| Hylemonella gracilis 
strain ATCC 19624 16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 

145098 Bacteria_16S 2549968 2549901 37 103 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

145098 Bacteria_16S 2576121 2576054 37 103 gi|219857284|ref|NR_024915.1] Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
145098 Bacteria_16S 2606870 2606767 1 103 gi|219857264|ref|NR_024895.1| Desulfovibrio 


burkinensis strain HDv 16S ribosomal RNA, partial sequence 2605722 2607261 Desulfovibrio burkinensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


145098 Bacteria_16S 2619262 2619195 37 103 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

145098 Bacteria_16S 2623781 2623714 37 103 gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

145098 Bacteria_16S 2625354 2625287 37 103 gi|219857248|ref|NR_024878.1| Rhodanobacter 


lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Rhodanobacter. 


145098 Bacteria_16S 2630019 2629916 1 103 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

145098 Bacteria_16S 2645262 2645195 37 103 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

145098 Bacteria_16S 2646806 2646739 37 103 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
145098 Bacteria_16S 2648326 2648259 37 103 gi|219857226|ref|NR_024854.1| Thiomicrospira 


thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 


thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Thiomicrospira. 
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16S 2649811 2649744 37 103 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

16S 2651314 2651247 37 103 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
a; Rhodocyclales; Rhodocyclaceae; Azospira. 

16S 2652843 2652776 37 103 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
ibosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 

etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

16S 2654329 2654262 37 103 gi|219857222|ref|NR_024850.1| Azoarcus communis 
ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 

etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

16S 2675312 2675245 37 103 gi|219857206|ref|NR_024834.1| Thiobacter 

in C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
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NR_026517.1 


caldus strain KU 16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 


145098 Bacteria_16S 3004051 3003984 37 103 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
145098 Bacteria_16S 3005561 3005494 37 103 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

145098 Bacteria_16S 3014592 3014525 37 103 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

145098 Bacteria_16S 3020586 3020483 1 103 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

145098 Bacteria_16S 3026553 3026486 37 103 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
145098 Bacteria_16S 3052517 3052450 37 103 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

145098 Bacteria_16S 3054081 3054014 37 103 gi|219846886|ref|NR_026478.1| Formivibrio citricus 
strain CreCitl 16S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 

145098 Bacteria_16S 3055627 3055560 37 103 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 

145098 Bacteria_16S 3058678 3058611 37 103 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

145098 Bacteria_16S 3060177 3060110 37 103 gi|219846882|ref|NR_026474.1| Thauera selenatis 
strain AX39 16S ribosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

145098 Bacteria_16S 3061718 3061651 37 103 gi| 219846881 |ref|NR_026473.1| Thauera 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
145098 Bacteria_16S 3072055 3071988 37 103 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

145098 Bacteria_16S 3075016 3074949 37 103 gi|219846872|ref|NR_026464.1| Ferribacterium 
limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 

145098 Bacteria_16S 3076519 3076452 37 103 gi|219846871|ref|NR_026463.1| Rhizobium undicola 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
145098 Bacteria_16S 3078074 3078007 37 103 gi|219846870|ref|NR_026462.1| Burkholderia 
caribensis strain MWAP64 16S ribosomal RNA, partial sequence 3076975 3078406 Burkholderia 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
145098 Bacteria_16S 3079563 3079496 37 103 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

145098 Bacteria_16S 3082715 3082648 37 103 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 

145098 Bacteria_16S 3084303 3084200 1 103 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

145098 Bacteria_16S 3096187 3096120 37 103 gi|219846858|ref|NR_026450.1| Ruminobacter 
amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; Ruminobacter. 

145098 Bacteria_16S 3106655 3106588 37 103 gi| 219846851 |ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

145098 Bacteria_16S 3114141 3114074 37 103 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
strain DSM 12081 16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

145098 Bacteria_16S 3118733 3118666 37 103 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
145098 Bacteria_16S 3124774 3124707 37 103 gi|219846839|ref|NR_026431.1| Hyphomicrobium 


denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 


3123738 312518 


3 Hyphomicrobium 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 
145098 Bacteria_16S 


methylovorum strain DSM 
methylovorum Bacteria; 


Hyphomicrobium. 
145098 Bacteria_16S 
zavarzinii strain 
zavarzinii Bacteria; 
145098 Bacteria_16S 


hollandicum strain IFAM 


hollandicum Bacteria; 
Hyphomicrobium. 
145098 Bacteria_16S 


plurifarium strain LMG 1 


plurifarium Bacteria; 
Mesorhizobium. 
145098 Bacteria_16S 


sulfexigens strain SB164 


sulfexigens Bacteria; 
Desulfocapsa. 
145098 Bacteria_16S 


DSM 11303 16S ribosomal 


Deinococcus-Thermus; 
145098 Bacteria_16S 
thiophila strain NZ27 
Bacteria; 
145098 Bacteria_16S 


radiophilus strain DSM 2 


radiophilus Bacteria; 
145098 Bacteria_16S 


radiodurans strain DSM 2 


radiodurans Bacteria; 
145098 Bacteria_16S 


proteolyticus Bacteria; 


3167055 3166988 37 103 gi|219846810|ref|NR_026402.1 

0551 16S ribosomal RNA, partial sequence 3165996 316746 

Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcac 

3168572 3168505 37 103 gi|219846809|ref|NR_026401.1 

0539 16S ribosomal RNA, partial sequence 3167516 316898 

Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcac 

3170088 3170021 37 103 gi|219846808|ref|NR_026400.1 

proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 317049 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococc 

3171605 3171538 37 103 gi| 219846807 |ref|NR_026399.1 


145098 Bacteria_16S 
strain DSM 3963 1 
Deinococcus-Thermus; 
145098 Bacteria_16S 


strain LMG 471 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Proteobacteria; 
145098 Bacteria_16S 


strain LMG 8678 16S ribo 


Proteobacteria; 
145098 Bacteria_16S 


strain LMG 947 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Proteobacteria; 
145098 Bacteria_16S 


strain LMG 673 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Proteobacteria; 
145098 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
145098 Bacteria_16S 
strain LMG 690 16S ri 
Proteobacteria; 
145098 Bacteria_16S 
strain LMG 733 16S ri 
Proteobacteria; Gamma 
145098 Bacteria_16S 
strain LMG 847 16S ri 
Proteobacteria; Gamma 
145098 Bacteria_16S 
strain LMG 8670 16S r 
Proteobacteria; Gamma 
145098 Bacteria_16S 
strain LMG 736 16S ri 
Proteobacteria; Gamma 
145098 Bacteria_16S 


ZV-622 
Proteobacteria; Alphaproteobacteria; 


6S ribo 


Gammaproteobacteria; 


3126263 3126196 37 


3127732 3127665 37 


3129220 3129153 37 


3132131 3132064 37 


3136657 3136590 37 
Proteobacteria; 
3147181 3147114 37 


Deinococci; 
3161084 3161017 37 


16S ribosomal RNA, partial sequence 
Proteobacteria; 


Deinococci; 
3182226 3182159 37 


3183778 3183711 37 


3185330 3185263 37 


3186882 3186815 37 


3188434 3188367 37 
Proteobacteria; 


3189986 3189919 37 


bosomal RNA, partial sequence 
Gammaproteobacteria; 


3191538 3191471 37 


bosomal RNA, partial sequence 


proteobacteria; 
3193090 3193023 37 


bosomal RNA, partial sequence 


proteobacteria; 
3194640 3194573 37 


ibosomal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


proteobacteria; 
3196192 3196125 37 


bosomal RNA, partial sequence 


proteobacteria; 
3199152 3199085 37 


Deinococcales; 


103 


5458 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


103 


16S ribosomal RNA, partial sequence 
Rhizobi 


103 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


103 


1892 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


103 


Pl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


103 


RNA, partial sequence 
Deinococcales; 


103 


Deltaproteobacteria; Desulfuromonadales 


somal RNA, partial sequence 3170548 31720 
Deinococcaceae; 


103 


Xanthomonadales; 


103 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


103 


Xanthomonadales; 


103 


Xanthomonadales; 


103 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


103 


Xanthomonadales; 


103 


Xanthomonadales; 


103 


Xanthomonadales; 


103 


103 


Xanthomonadales; 


103 


Deinococcaceae; 


219846838 
sequence 


gi 


gi|219846837 


gi| 219846836 


219846834 
sequence 


gi 
gi|219846831 
Desulf 


gi| 219846824 
3146120 31475 


219846815 
31599 


gi 


D 
gi|219846800 
3181138 31826 
Xanthomonad 
gi|219846799 
Xanthomonad 
gi|219846798 
3184240 31857 
Xanthomonad 
gi|219846797 
3185792 31872 

Xanthomonad 
219846796 


gi 
Xantho: 


gi|219846795 
3188896 31903 
Xanthomonad 
gi|219846794 
3190448 31919 
Xanthomonad 
gi|219846793 
3192000 31935 
Xanthomonad 
gi|219846792 
Xanthomonad 
gi|219846791 
3195102 31966 

Xanthomonad 


Rhizo 


Rhizob 


D 


ref 


Ww 


ref 
3 


ref 


sequence 3 
Rhizob 


ref 


Ww 


ref 


w 


ref 


ref 
80 3 


ref 


ref 


ref 


ref 


ref 


w 


ref 


ref 


ref 


ref 


ref 


gi|219846789 


ref 


ales; 


iales; 


obacterales; 


monadales; 


aceae; 


aceae; 


NR_026430.1 
125234 312665 


NR_026429.1 
126704 312814 


NR_026428.1 
128192 312961 


NR_026426.1 
131100 313253 
Phyllobac 


NR_026423.1 
135552 313703 
Des 


NR_026416.1 


NR_026407.1 
161460 Desulf 


; Desulfuromonadaceae; 


NR_026392.1 


Xanthomon 
NR_026391.1 


Xanthomon 
NR_026390.1 


Xanthomon 
NR_026389.1 


Xanthomon 
NR_026388.1 
187344 318884 
Xanth 
NR_026387.1 


Xanthomon 
NR_026386.1 


Xanthomon 
NR_026385.1 


Xanthomon 
NR_026384.1 


NR_026383.1 


Hyphomicro 


Hyphomicrobium 
3 Hyphomicrobium 


biales; Hyphomicrobiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 


Hyphomicrobium 
6 Hyphomicrobium 


iales; Hyphomicrobiaceae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Desulfocapsa 
3 Desulfocapsa 


ulfobulbaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 
einococcus. 


Desulfuromonas 

uromonas thiophila 

Desulfuromonas. 

Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 

Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 

Deinococcus grandis 


14 Deinococcus grandis Bacteria; 
einococcus. 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
aceae; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
aceae; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
aceae; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
aceae; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
aceae; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
aceae; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


NR_026381.1 


Magnetospirillum 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 


biaceae; Hyphomicrobium. 


Xanthomonas cucurbitae 
97 Xanthomonas cucurbitae Bacteria; 
aceae; 


magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 


145098 Bacteria_ 
lividum strain DS 
Proteob 
145098 Bacteria_ 
agaricidamnosum s 
agaricidamnosum B 
Janthinobacterium. 
145098 Bacteria_ 
australicum strai 
australicum Bacte 
145098 Bacteria_ 
strain LMG 5743 1 
G 
145098 Bacteria_16S 
strain LMG 5047 1 
G 
145098 Bacteria_16S 
strain LMG 708 16 
G 
145098 Bacteria_16S 
strain LMG 538 16 
G 
145098 Bacteria_16S 
albilineans strai 
albilineans Bacte 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Xanthomonas. 


145098 Bacteria_16S 
strain LMG 2207 1 
B 
145098 Bacteria_16S 


Proteobacteria; 


pfennigii strain 


pfennigii Bacteria; Proteobacteria; Deltaproteobacteria 


Syntrophobacter. 


145098 Bacteria_16S 
radioresistens DSM 6976 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
145098 Bacteria_16S 
DSM 2403 16S ribo 


Proteobacteria; 


Proteobacteria; 


Acinetobacter. 


145098 Bacteria_16S 


baumannii strain 


baumannii Bacteri 
145098 Bacteria_16S 
strain DSM 7345 1 


Proteobacteria; 


145098 Bacteria_16S 
acidigallici stra 
acidigallici Bact 


Pelobacter. 


145098 Bacteria_16S 
strain DSM 6984 1 
B 
145098 Bacteria_16S 
strain 106 16S ri 
B 
145098 Bacteria_16S 
strain NCIB 8621, 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 
Acetobacter subgen. Acetobacter. 

145098 Bacteria_16S 
strain WO-44C 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; 


16S 3221732 3221665 37 103 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
16S 3223251 3223184 37 103 gi 
train Wlr3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobac 


2 


16S 3263973 3263906 37 103 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
16S 3289732 3289665 37 103 gi 


ammaproteobacteria; Xanthomonadales; X 
3291257 3291190 37 103 gi 


ammaproteobacteria; Xanthomonadales; xX 
3292809 3292742 37 103 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3294361 3294294 37 103 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3295911 3295844 37 103 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


3350612 3350545 37 103 


gi 
etaproteobacteria; Burkholderiales; Bu 
3408502 3408435 37 103 gi 
DSM 10092 16S ribosomal RNA, partial s 


, 


3437881 3437814 37 103 


gi 
en 
na 


3439390 3439323 37 103 


gi 


3440900 3440833 37 103 


gi 
ammaproteobacteria; Pseudomonadales; Mor 
3442409 3442342 37 103 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


e 
ri 


3443919 3443852 37 103 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3489750 3489683 37 103 gi 


se 


v 


eltaproteobacteria; Desulfuromonadales; 


3521486 3521419 37 103 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


s 
ri 


3523016 3522949 37 103 


gi 
etaproteobacteria; Rhodocyclales; Rhodoc 
3556822 3556755 37 103 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 


3570365 3570298 37 103 gi 
DSM 3508 16S ribosomal RNA, partial seq 
EL 


en 
Esa 

219846772 
se 
te 


219846745 
sequenc 
Rhizob 
219846728 
6S ribosomal RNA, partial sequence 3288642 32901 
thomonad 
219846727 
6S ribosomal RNA, partial sequence 3290167 32916 
thomonad 
219846726 
3291719 32932 
thomonad 
219846725 
3293271 32947 
thomonad 
219846724 
equence 

ia 


al 
ia; 


an 
an 
an 
an 
219846684 
6S ribosomal RNA, partial sequence 3349528 33510 
holderia 
219846640 


equence 
Syntroph 


rk 


219846618 


6S ribosomal RNA, partial sequence 3439822 344 


219846615 


219846614 
219846583 
6S ribosomal RNA, partial sequence 3488653 34901 


219846562 


219846561 
6S ribosomal RNA, partial sequence 3521933 35234 


219846538 
3555718 35572 


219846529 


19846773 
ales; 


quence 
ria; 


v 


, 


ce 343 
dales; 


68 


12 
axellace 
sequen 
a; Pse 


ce 


quence 
Pseudomo 
Desulfur 


equence 
a; Desul 


yclaceae 


yclaceae 


uence 
llales; 


3576514 3576411 1 103 gi 


219846525 
3575389 3576854 Legionella feeleii Bacteria; 


ce 32206 
Ox 


Bur 


Xanthomona 


Morax 
219846617 
somal RNA, partial sequence 3438312 3439771 Aci 
Gammaproteobacteria; Pseudomonadales; Mor 
145098 Bacteria_16S 
strain DSM 6964 1 
G 
145098 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 


ne 
axellace 
219846616 


udomon 


ref |NR_026365.1 
alobacteraceae; 
ref |NR_026364.1 

3222170 322363 
kholderiales; O 


ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomic 
ref |NR_026320.1 


acea 
ref 


e; Xanthomo 
NR_026319.1 


acea 
ref 


e; Xanthomo 
NR_026318.1 


acea 
ref 


e; Xanthomo 
NR_026317.1 


aceae; Xanthomon 
ref|NR_026316.1 

3294823 329632 
dales; Xanth 


ref |NR_026276.1 


ceae; 
ref|NR_026232.1 

3407396 340888 
obacterales; Syn 


ref|NR_026210.1 
03 3438261 Acinet 
ellaceae; Ac 
NR_026209.1 
cter lwoffii 
ae; Acinetobacte 
ref|NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
adales; Mora 


ref 
toba 


ref|NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 


furomonadal 


ref|NR_026153.1 


; Thauera. 
ref|NR_026130.1 
47 Zoogloea 
Zoogloea. 


Acetobacter 


ref 


51 3222119 Janthi 


x 


xr 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 

Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
n 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
n 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
n 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Paucimonas. 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

r. 
Acinetobacter junii 
junii Bacteria; 

r. 

Acinetobacter 

0 Acinetobacter 
xellaceae; 


Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Pelobacter 

2 Pelobacter 
elobacteraceae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Zoogloea ramigera 


ramigera Bacteria; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


, 


NR_026117.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Legionella feeleii 


145098 Bacteria_16S 
capsulatus strain 
Proteob 
145098 Bacteria_16S 
acetivorans strai 
Proteob 
145098 Bacteria_16S 


Bacteria; 


Bacteria; 
strain LMG 7837 1 


Sinorhizobium. 


145098 Bacteria_16S 


strain NCTC 83785 
Bacteria; 


strain USDA 1844 


strain IC079 16S 
Proteobacteria; 


strain CNS 2-75 1 


Bacteria; 


dejongeii strain 


Bacteria; Verruco 
145098 Bacteria_16S 
halophilus strain 
halophilus Bacter 


Halothiobacillus. 


145098 Bacteria_16S 
palmitatis strain 
Proteob 
145098 Bacteria_16S 
strain 34-P 16S r 
B 


Bacteria; 


Proteobacteria; 


strain UPM-Ca7 16 


Proteob 
145098 Bacteria_16S 
succiniciproducen 
succiniciproducen 
Anaerobiospirillu 
145098 Bacteria_16S 


G 


3577928 3577861 37 
216 16S ribosomal RNA, 


103 gi 


3588636 3588569 37 103 gi 


3604027 3603960 37 103 gi 


3627895 3627828 37 
16S ribosomal RNA, 


103 gi 
complete sequence 


3634053 3633986 37 103 gi 
s Bacteria; 
m. 


Proteobacteria; 


3646273 3646206 37 103 gi 


3656928 3656861 37 103 
ibosomal RNA, partial sequence 


gi 


3661615 3661548 37 103 
ribosomal RNA, partial sequence 


gi 


3684352 3684285 37 103 gi 


3693499 3693432 37 103 gi 
acteria; Gammaproteobacteria; Methyloc 
3709998 3709931 37 103 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3718948 3718881 37 103 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3774039 3773972 37 


103 gi 


3795175 3795108 37 103 
ibosomal RNA, partial sequence 


gi 


3801184 3801117 37 103 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


145098 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


145098 Bacteria_16S 


parapertussis str 
parapertussis Bac 


145098 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


145098 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


145098 Bacteria_16S 


strain ATCC 29543 
Bacteria; 


pelophila strain 
Bacteria; Proteob 


145098 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


145098 Bacteria_16S 


Proteob 
145098 Bacteria_16S 


3804254 3804187 37 103 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3805768 3805701 37 103 gi 


gi 


teria; Proteobacteria; Betaproteobacte 
3807282 3807215 37 103 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3816507 3816440 37 103 gi 
cteria; Proteobacteria; Gammaproteobac 
3818044 3817965 25 103 gi 
16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
3839206 3839139 37 103 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3875680 3875613 37 103 gi 


etaproteobacteria; Neisseriales; Neiss 
3886547 3886480 37 103 gi 


complete seque 
acteria; Alphaproteobacteria; Rhizobia 


n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 


6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


acteria; Betaproteobacteria; Neisseria 


s strain S411 16S ribosomal RNA, parti 
Gammaprote 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
145098 Bacteria_16S 
strain H152 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
145098 Bacteria_16S 


3655877 36573 


3660516 36619 
ammaproteobacteria; Alteromonadales; Alt 
145098 Bacteria_16S 
6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
145098 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
Proteob 
145098 Bacteria_16S 


SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


3794096 37955 
etaproteobacteria; Burkholderiales; Co: 
145098 Bacteria_16S 
3800153 38015 


3803146 38046 


ain 522 16S ribosomal RNA, partial seq 


rain R3 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 3874615 38761 


219846524 
nce 35769 
les; Brady 
219846517 
nce 35875 
ellales; D 
219846504 
biaceae; S 
219846487 
36267 
les; Neiss 
219846483 
al sequenc 
obacteria; 


219846474 


biaceae; R 
219846467 


biaceae; R 
219846464 


eromonad 
219846448 


llaceae; O 
219846442 
36924 
occales; M 
219846430 
e 37089 
robiales; 

219846424 
equence 

a; Chromat 


219846382 
ence 37729 
omonadales 
219846367 


mamonadace 
219846362 


obacteriac 
219846360 


caligenace 
219846359 
uence 

ria; Burkh 
219846358 
sequence 
eria; Burk 
219846352 
uence 
teria; Chr 
219846351 
38169 
obacterale 
219846336 
38381 
hales; Pis 
219846312 


eriaceae; 


ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 
ref|NR_026066.1 
hizo 
ref 


bium/Agrobac 
NR_026059.1 


hizo 
ref 


bium/Agrobac 
NR_026056.1 


aceae; Glaciecol 
ref|NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_026015.1 
3717841 371934 
iales; Halothiob 


ref|NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025958.1 
ae; Polaromonas. 
ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025951.1 


ae; Bordetella. 
ref|NR_025950.1 

3804660 380612 
olderiales; Alca 
ref |NR_025949.1 

3806174 380763 
holderiales; Alc 
NR_025943.1 
3815400 381690 
iales; Halot 


ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025902.1 


seria. 


219846305 


metallireducens strain GS-15 16S ribosomal RNA, partial sequence 


Blastobacter 

bacter capsulatus 

astobacter. 
Desulfurella 

urella acetivorans 
Desulfurella. 
Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 
Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Desulfuromonas 

uromonas palmitatis 

aceae; Desulfuromonas. 
Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 

aligenaceae; Bordetella. 
Halothiobacillus 

3 Halothiobacillus 

hiobacillaceae; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Neisseria weaveri 


v 


01 Neisseria weaveri Bacteria; 
Neis 


ref|NR_025895.1 
3885428 388697 


Geobacter 
3 Geobacter 


metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


Geobacter. 


145098 Bacteria_16S 
stercoraria strai 
stercoraria Bacte 
145098 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteri 
145098 Bacteria_16S 


strain F9251 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
145098 Bacteria_16S 
strain BN 126 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
145098 Bacteria_16S 
organovorum strai 
Proteob 
145098 Bacteria_16S 
strain PW2 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
145098 Bacteria_16S 


Bacteria; 


strain Lhet2 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
145098 Bacteria_16S 
strain 101 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
145098 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; 


strain NZP 2213 1 


strain NCIMB 1176 


Bacteria; 


Bacteria; 


denitrificans str 
denitrificans Bac 


145098 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


145098 Bacteria_16S 


strain IAM 13153 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
145098 Bacteria_16S 


strain gal 1261 1 


B 
145098 Bacteria_16S 


Proteob 
145098 Bacteria_16S 
salexigens strain 
Proteob 
145098 Bacteria_16S 


3888138 3888071 37 103 gi 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteri 
3891212 3891145 37 103 gi 


a; Neisseriales; Neisseriaceae; Kingel 
3894262 3894195 37 103 gi 
ribosomal RNA, partial sequence 


3941115 3941048 37 103 
ribosomal RNA, partial sequence 


gi 


3944019 3943952 37 103 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3945480 3945413 37 103 
bosomal RNA, partial sequence 


gi 


gi 


3946939 3946872 37 103 
ribosomal RNA, partial sequence 


gi 


3949862 3949795 37 103 
bosomal RNA, partial sequence 


gi 


3963411 3963344 37 103 
bosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
3967892 3967825 37 103 gi 
6S ribosomal RNA, 


gi 


3969394 3969327 37 103 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3970843 3970776 37 103 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3972266 3972199 37 103 gi 
ain AS-P1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
3973767 3973700 37 103 gi 


etaproteobacteria; Burkholderiales; Ox 
3976637 3976570 37 103 gi 
16S ribosomal RNA, complete sequence 

3980788 3980721 37 


103 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
145098 Bacteria_16S 3997168 3997101 37 103 gi| 219846227 |ref|NR_025817.1 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 399757 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryth 
Erythrobacter. 

145098 Bacteria_16S 4000163 4000096 37 103 gi|219846225|ref|NR_025815.1 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 40005 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimon 
145098 Bacteria_16S 4036539 4036472 37 103 gi|219846199|ref|NR_025789.1 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 
145098 Bacteria_16S 4038056 4037989 37 103 gi| 219846198 |ref|NR_025788.1 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomo 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

145098 Bacteria_16S 4045570 4045503 37 103 gi|219846190|ref|NR_025780.1 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 40459 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
145098 Bacteria_16S 4060553 4060486 37 103 gi|219846180|ref|NR_025770.1 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 406093 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxal 
145098 Bacteria_16S 4081881 4081814 37 103 gi|219846165|ref|NR_025755.1 


strain CLN-1 16S 


pa 
a; 


3945905 39473 


Acetobacte 


3948831 39502 


Acetobacte 


3962329 39637 
mamonadace 


complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
145098 Bacteria_16S 


ob 


ri 


en 
te 


eq 
ri 


16S ribosomal RNA, partial sequence 3972687 39741 
al 
i: 


6S ribosomal RNA, partial sequence 3979744 39812 


ribosomal RNA, partial sequence 


219846304 


219846301 


3890099 3891585 Kinge 
la 


219846299 


219846259 
219846250 


219846247 


acteriac 
219846246 
39683 
llales; 
219846245 
ce 39698 
rales; 
219846244 
uence 
a; Burkh 
219846243 


obactera 
219846241 
39756 
aceae; M 
219846238 


rtial se 
Neisser 


R 


ref 
quen 
iale 
ref 
lla 


NR_025894.1 
ce 388702 
S; 
NR_025891.1 


17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025849.1 


race 
ref 


ae; Acidocel 
NR_025840.1 


ae; Rhodoferax. 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref |NR_025834.1 

3971185 397263 
olderiales; Coma 
ref |NR_025833.1 
ceae; Duganella 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref |NR_025828.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 


Neisseria 


oralis Bacte 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Kingella oralis strain 
ria; Proteobacteria; 


ref|NR_025889.1| Bartonella elizabethae 

3893217 3894682 Bartonella elizabethae Bacteria; 

nellaceae; Bartonella. 

219846265|ref|NR_025855.1| Rhodobium marinum 
3940082 3941471 Afifella marina Bacteria; 

biaceae; Afifella. 

219846263|ref|NR_025853.1| Acidiphilium 

nce 3942985 3944397 Acidiphilium organovorum 

rillales; Acetobacteraceae; Acidiphilium. 

219846262|ref|NR_025852.1| Acidocella facilis 
3944448 3945854 Acidocella facilis Bacteria; 

Acetobacteraceae; Acidocella. 

219846261|ref|NR_025851.1]| Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Mesorhizobium loti 
loti Bacteria; 

um. 

Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Brachymonas 

6 Brachymonas 
monadaceae; Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Mycoplana bullata 
ana bullata Bacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 

Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 

Duganella 

7 Duganella 
obacteraceae; Duganella. 


Tepidimonas aquatica 


4080799 4082297 Tepidimonas aquatica Bacteria; 


145098 Bacteria_16S 


sanguinis strain 


sanguinis Bacteri 
145098 Bacteria_16S 


pratensis strain 
Bacteria; 


tainanensis strai 
Bacteria; 


Aestuariibacter. 


145098 Bacteria_16S 
salexigens strain 
salexigens Bacter 


Aestuariibacter. 


145098 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; 


insolitus strain 


insolitus Bacteri 
145098 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


145098 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


145098 Bacteria_16S 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


145098 Bacteria_16S 


strain Benl02 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
145098 Bacteria_16S 


strain TH-3 16S r 


Proteob 
145098 Bacteria_16S 


Proteob 
145098 Bacteria_16S 
strain A828 16S r 
Proteobacteria; Alphapro 
145098 Bacteria_16S 
halophilus strain 
halophilus Bacter 


B 
145098 Bacteria_16S 


4083480 4083377 1 103 gi|219846164|ref|NR_025754.1 
2301083 16S ribosomal RNA, partial sequence 4082348 408382 
a; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

4084937 4084870 37 103 gi|219846163|ref|NR_025753.1 
F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methyl 
acteria; Betaproteobacteria; Methylophilales; Methylophilaceae; 

4101317 4101250 37 103 gi|219846152|ref|NR_025742.1 
n Sl 16S ribosomal RNA, complete sequence 4100222 4101735 Chitin 
acteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitin 

4108887 4108820 37 103 gi|219846146|ref|NR_025736.1 
ibosomal RNA, partial sequence 4107869 41092 

teobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
4128687 4128620 37 103 gi|219846131|ref|NR_025721.1 
JC2043 16S ribosomal RNA, partial sequence 4127615 412904 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero: 

4130176 4130109 37 103 gi|219846130|ref|NR_025720.1 

JC2042 16S ribosomal RNA, partial sequence 4129099 413053 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero: 

4176420 4176353 37 103 gi|219846096|ref|NR_025686.1 
6S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacte 

4177905 4177838 37 103 gi|219846095|ref|NR_025685.1 
LMG 6003 16S ribosomal RNA, partial sequence 4176834 417830 
a; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 

4188607 4188540 37 103 gi|219846084|ref|NR_025674.1 
6S ribosomal RNA, partial sequence 4187537 41889 
rochaetales; Brachyspiraceae; Brachyspira. 

4194747 4194680 37 103 gi| 219846079 |ref|NR_025669.1 
6S ribosomal RNA, partial sequence 4193672 41950 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

4206681 4206614 37 103 gi|219846071|ref|NR_025661.1 
train ALEN 2 16S ribosomal RNA, partial sequence 4205616 420703 
acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 

250869 250803 38 103 gi| 265678895 |ref|NR_029203.1 


ribosomal RNA, partial sequence 


715967 715901 38 103 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


145098 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


145098 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


145098 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


145098 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


145098 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


145098 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


145098 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


802413 802343 34 
in C21 16S ribosomal RNA, 
eria; Firmicutes; Clostridia; 


103 gi 


884282 884214 36 103 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


1110328 1110258 34 103 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 

Collinsella. 

1145228 1145142 18 103 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


’ 


1238975 1238909 38 103 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1240491 1240425 38 103 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1405124 1405058 38 103 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 


145098 Bacteria_16S 


strain CCBAU 7104 


Rhizobium. 


2245604 2245538 38 103 gi 
2 16S ribosomal RNA, partial sequence 


complete seq 
Clostrid 


249819 25124 
hodobacter 


265678571 


714920 71638 
obacteriac 


265678511 
uence 
iales; 


265678455 
equence 
eria; 


265678302 
sequence 


253680760 
quence 
teria; 


219878163 
sequence 
ria; 
219878162 
equence 
ia; 


219857153 


1404010 14055 
ystineae 


oc 
219857569 


Clo 


Synt 


Coriobacte 


Pse 


Rhizo 


Rhizob 


acea 
ref 


e; Amaricocc 
NR_028876.1 


eae; Aminobacter 
ref|NR_028814.1 

801287 802838 
stridiales Famil 


ref|NR_028757.1 
883190 884650 
rophobacterales; 


ref |NR_028604.1 
1109258 111072 
riales; Coriobac 


ref|NR_028008.1 
1144133 114556 
udomonadales; Ps 


ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_024781.1 


; Ha 


liangiaceae; 


Paenibacillus 
2 Paenibacillus 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Chitinibacter 
ibacter tainanensis 
ibacter. 
Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


Achromobacter spanius 
spanius Bacteria; 
r. 

Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Collinsella 
0 Collinsella 
terineae; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Aminobacter 

4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 


ref|NR_025157.1 


Rhizobium indigoferae 


2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 


145098 Bacteria_ 


strain DSM 12769 
Proteobacteria; 


145098 Bacteria_ 
ATCC 700122 16S r 
Cc 


Actinobacteria; 


145098 Bacteria_ 
strain IM1 16S ri 
Proteobacteria; Alphaproteobacteria; 
145098 Bacteria_ 
nagasakiensis str 
nagasakiensis Bac 


Thermaerobacter. 
145098 Bacteria_ 


marianensis strai 
marianensis Bacte 


Thermaerobacter. 
145098 Bacteria_ 
glomerans strain 


glomerans PW2 Bac 
Coriobacteriaceae 


145098 Bacteria_ 


szegediense strai 


Bacteria; 
145098 Bacteria_ 


strain VKM-14L 16 
G 


Proteobacteria; 
145098 Bacteria_ 


strain LK6 16S ri 
G 


Proteobacteria; 
145098 Bacteria_ 


borkumensis strai 
Proteob 


Bacteria; 
145098 Bacteria_ 


anguilliseptica s 
anguilliseptica B 


Pseudomonas. 
145098 Bacteria_ 


strain 2Z-7937 16S 
Clost 


Firmicutes; 
145098 Bacteria_ 


strain FF3 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


145098 Bacteria_ 


strain W6 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
145098 Bacteria_ 


kaustophilus strain BD 53 16S ribosomal RNA, partial se 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillac 


145098 Bacteria_ 


sphaeroides strai 
sphaeroides Bacte 


Rhodobacter. 
145098 Bacteria_ 
lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


145098 Bacteria_16S 
radiotolerans str 
radiotolerans Bac 


Rubrobacteraceae; 


145098 Bacteria_16S 
strain H168 16S r 
Clost 
145098 Bacteria_16S 
strain OK2 16S ri 
G 
145098 Bacteria_16S 


Firmicutes; 


Proteobacteria; 


G 


Proteob 


bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
16S 47941 47856 19 103 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
16S 79620 79535 19 103 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 
16S 91634 91549 19 103 

ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
16S 146687 146602 19 103 gi 
bosomal RNA, partial sequence 


gi 


16S 151177 151092 19 103 gi 


Clostridiales; Clostridiaceae; 


16S 220312 220227 19 103 gi 


16S 233795 233710 19 103 gi 


n 2.4.1 16S ribosomal RNA, partial seq 


3651286 36527 


90540 


145646 14699 


150066 15156 


ethylococc 
265679032 
nce 46828 
irillales; 
265679011 
equence 
cteria; Ps 
265679002 
92000 
ceae; Natr 
265678965 


hodobacter 
265678962 


Clostridiu 
265678916 
quence 
eae; Geoba 
265678907 
uence 


ria; Proteobacteria; Alphaproteobacteria; Rhodob 
16S 259821 259736 19 103 gi| 265678889 
strain ITI-1157 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; R 

262707 262638 33 101 gi| 265678885 
ain P 1 16S ribosomal RNA, complete sequence 
teria; Actinobacteria; Rubrobacteridae; Rubrobac 

Rubrobacter. 

323426 323341 19 103 gi| 265678845 
ibosomal RNA, complete sequence 322285 32381 
ridia; Halanaerobiales; Halanaerobiaceae; Haloth 

385460 385375 19 103 gi| 265678798 
bosomal RNA, partial sequence 384340 38587 
ammaproteobacteria; Pseudomonadales; Pseudomonad 

445664 445579 19 103 gi| 265678758 


rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


76 Methylocaldum 


16S 2506591 2506505 18 103 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 

16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 

ammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 

16S 2520210 2520140 34 103 gi|219857364|ref|NR_024952.1| Slackia exigua strain 

ibosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 

oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

16S 2663187 2663121 38 103 gi|219857215|ref|NR_024843.1| Methylopila capsulata 

bosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Rhizobiales; Methylocystaceae; Methylopila. 

16S 2757671 2757601 34 103 gi|219857148|ref|NR_024776.1| Thermaerobacter 

ain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 

teria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

16S 2905241 2905171 34 103 gi|219856853|ref|NR_024672.1| Thermaerobacter 

n 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 

ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

16S 3497261 3497191 34 103 gi|219846578|ref|NR_026170.1| Coriobacterium 

DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 

teria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 

; Coriobacterium. 

16S 3649331 3649245 18 103 gi|219846472|ref|NR_026064.1| Methylocaldum 

n OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 

acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

16S 3650870 3650784 18 103 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 

S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 

ammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

16S 3652411 3652325 18 103 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 


tepidum Bacteria; 


aceae; Methylocaldum. 
ref |NR_029340.1| Alcanivorax 

48321 Alcanivorax borkumensis 
Alcanivoracaceae; Alcanivorax. 
ref|NR_029319.1] Pseudomonas 

78587 79994 Pseudomonas 
eudomonadales; Pseudomonadaceae; 
ref|NR_029310.1| Natroniella acetigena 

Natroniella acetigena Bacteria; 
oniella. 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029270.1| Clostridium litorale 
6 Clostridium litorale Bacteria; 
m. 
ref|NR_029224.1| Geobacillus 

219184 220608 Geobacillus 
cillus. 
ref|NR_029215.1] Rhodobacter 

232719 234184 Rhodobacter 
acterales; Rhodobacteraceae; 
ref|NR_029197.1| Ruegeria 
nce 258782 260120 Ruegeria 
hodobacterales; Rhodobacteraceae; 
ref|NR_029191.1] Rubrobacter 

261591 263140 Rubrobacter 
terales; Rubrobacterineae; 
ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 
ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029063.1| Pseudomonas 


444544 446074 Pseudomonas 


145098 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


145098 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


145098 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


145098 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


145098 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


145098 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


145098 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


145098 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


145098 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


145098 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


145098 Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geoba 


strain U 16S ribo 
Bacillales; Bacil 


145098 Bacteria_16S 


marinus subsp. pa 


Prochlorococcus marinus subsp. pastoris Bacteria 


Prochlorococcacea 


145098 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


145098 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


145098 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


145098 Bacteria_16S 


Och 149 16S ribos 
Proteobacteria; A 


145098 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


145098 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


145098 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


145098 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


145098 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


145098 Bacteria_16S 


strain CMS 35 16S 


458016 457931 19 103 gi 
ammaproteobacteria; Pseudomonadales; P 
459468 459383 19 103 gi 
in CFBP 4389 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


471565 471480 19 103 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
555758 555673 19 103 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
557300 557215 19 103 gi 


ammaproteobacteria; Pseudomonadales; P 
558844 558759 19 103 gi 


ammaproteobacteria; Pseudomonadales; P 
640645 640560 19 103 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
672414 672329 19 103 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


785534 785449 19 103 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


822160 822075 19 103 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
840582 840497 19 103 gi 


gi 


laceae; Geobacillus. 
879669 879584 19 103 gi 
storis strain PCC 9511 16S ribosomal R 


Prochlorococcus. 
928961 928876 19 103 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
961443 961358 19 103 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1089227 1089142 19 103 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1352559 1352474 19 103 gi 
omal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1415651 1415566 19 103 gi 


e; 


ammaproteobacteria; Pseudomonadales; P 
1579214 1579129 19 103 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1614368 1614283 19 103 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1641627 1641542 19 103 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


1643189 1643104 19 103 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644750 1644665 19 103 gi 
ribosomal RNA, partial sequence 


gi 


265678746 


16S ribosomal RNA, partial sequence 456977 45835 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


470446 47199 


seudomonad 
265678682 


6S ribosomal RNA, partial sequence 554659 55615 


seudomonad 
265678681 


6S ribosomal RNA, partial sequence 556201 55769 


seudomonad 
265678680 


6S ribosomal RNA, partial sequence 557743 55923 


seudomonad 
265678624 


639529 64105 


seudomonad 
265678601 
ial sequen 
obacteria; 


265678522 
1 sequence 
ria; Pseud 


265678498 


821061 82256 


seudomonad 
265678486 


265678459 
NA, partia 


v 


265678426 
nce 92790 
terales; R 
265678404 

96032 
seudomonad 
265678317 
ence 10881 
nadales; P 
228720499 


1351515 1352883 Roseo 


hodobacter 
224581448 


6S ribosomal RNA, partial sequence 1414552 14160 


seudomonad 
219846381 


1578118 15795 


seudomonad 
219878467 
16132 
idiales Fa 
219878449 
equence 

ria; Pseud 


219878448 


1642082 16435 


seudomonad 
219878447 


ref|NR_029051.1 
aceae; Pseudomon 
ref|NR_029050.1 

458401 459808 
omonadales; Pseu 
ref|NR_029042.1 
acea 
ref 


e; Pseudomon 
NR_028987.1 


acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


acea 
ref 


e; Pseudomon 
NR_028929.1 


aceae; Pseudomon 
ref|NR_028906.1 
ce 671276 672778 
Pseudomonadales 


ref|NR_028826.1 
784432 785869 
omonadales; Pseu 
ref|NR_028801.1 
acea 


ref 
cill 


e; Pseudomon 
NR_028789.1 
us uzenensis 


ref 
1 se 


NR_028762.1 
quence 


ref|NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027593.1 
bacter litoralis 
aceae; Roseobact 
ref|NR_027230.1 


acea 
ref 


e; Pseudomon 
NR_025972.1 


aceae; Pseudomon 
ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 
acea 
ref 


e; Pseudomon 
NR_025586.1 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 

Pseudomonas 

Pseudomonas 
Pseudomonadaceae; 


, 


Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Geobacillus uzenensis 
Bacteria; Firmicutes; 


Prochlorococcus 
878614 880078 


Cyanobacteria; Prochlorales; 


Roseovarius 
arius nubinhibens 
Roseovarius. 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Pseudomonas 
monas psychrophila 
Pseudomonas. 
Roseobacter litoralis 
Och 149 Bacteria; 
er. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Pseudomonas 

1 Pseudomonas 

domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


1643643 1645153 Pseudomonas antarctica Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


145098 Bacteria_ 


strain CFBP 2341 
Proteobacteria; 


145098 Bacteria_ 
strain TOl 16S ri 


16S 1695069 1694984 19 103 gi 
Gammaproteobacteria; Pseudomonadales; P 
16S 1696613 1696528 19 103 gi 


bosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1693968 16954 


1695512 16970 


219878411 


seudomonad 
219878410 


ref|NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

145098 Bacteria_16S 1871572 1871487 19 103 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

145098 Bacteria_16S 2080440 2080367 31 103 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 


lymphophilum Bac 


Propionibacteriac 
145098 Bacteria_ 


strain Ps 9-14 1 
Proteobacteria; 


145098 Bacteria_ 
umsongensis strai 


umsongensis Bact 
Pseudomonas. 


145098 Bacteria_ 


strain Pss 26 16 
Proteobacteria; 


145098 Bacteria_ 


extremorientalis 
extremorientalis 
Pseudomonas. 


145098 Bacteria_ 


costantinii stra 
costantinii Bact 
Pseudomonas. 


145098 Bacteria_ 


strain CFML 97-3 
Proteobacteria; 


145098 Bacteria_ 


strain CFML 97-5 
Bacteria; Proteo 


145098 Bacteria_ 


strain LBB1 16S 
Proteobacteria; 


145098 Bacteria_ 


thivervalensis s 
thivervalensis B 
Pseudomonas. 


145098 Bacteria_ 


brassicacearum s 
brassicacearum B 
Pseudomonas. 


145098 Bacteria_ 


strain ATCC 4973 
Proteobacteria; 


145098 Bacteria_ 


strain SCH-89 16 
Proteobacteria; 


145098 Bacteria_ 


strain CIP 10546 
Bacteria; Proteo 
145098 Bact 
strain CIP 10547 
Proteobacteria; 

145098 Bact 
strain CIP 10525 
Proteobacteria; 

145098 Bact 
strain CIP 10527 
Proteobacteria; 


145098 Bacteria_ 


strain CFML 96-1 
Proteobacteria; 


145098 Bacteria_ 


strain CIP 10466 


eria_ 


eria_ 


eria_ 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 

eae; Propionimicrobium. 

16S 2144163 2144078 19 103 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 
6S ribosomal RNA, partial sequence 2143068 2144522 Pseudomonas koreensis Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

16S 2145668 2145583 19 103 gi|219857638|ref|NR_025227.1| Pseudomonas 

n Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

16S 2147173 2147088 19 103 gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis 
S ribosomal RNA, partial sequence 2146078 2147531 Pseudomonas jinjuensis Bacteria; 


Gammaproteobacteria; Pseudomonadales; P 
16S 2219897 2219812 19 103 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


16S 2235055 2234970 19 103 gi 
in CFBP 5705 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacter 


16S 
9 
G 
16S 
1 
b 


2321855 2321770 19 103 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323407 2323322 19 103 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
16S 2341334 2341249 19 103 gi 
ribosomal RNA, partial sequence 


Alphaproteobacteria; Rhodobacterales; Rhodobacter 
16S 2521780 2521695 19 103 gi| 219857363 
train SBK26 16S ribosomal RNA, partial sequence 

acteria; Proteobacteria; Gammaproteobacteria; Pse 
16S 2523260 2523175 19 103 gi| 219857362 
train DBK11 16S ribosomal RNA, partial sequence 

acteria; Proteobacteria; Gammaproteobacteria; Pse 
16S 2529332 2529247 19 103 gi| 219857358 


Gammaproteobacteria; Pseudomonadales; P 
16S 2536877 2536810 37 103 gi 
S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; H 
16S 2556086 2556001 19 103 gi 
9 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2557652 2557567 19 103 gi 
0 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2562278 2562193 19 103 gi 
9 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2571411 2571326 19 103 gi 
4 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2580532 2580447 19 103 gi 
98 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2582098 2582013 19 103 gi 
4 16S ribosomal RNA, complete sequence 


2340265 23417 


16S ribosomal RNA, partial sequence 2528225 25296 


2535834 25371 


seudomonad 
219857586 
tial seque 
acteria; P 


219857576 
sequence 
ia; Pseudo: 


v 


219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857501 


seudomonad 
219857353 


yphomonada 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 


acea 
ref 


e; Pseudomon 
NR_025174.1 
221879 
omonadales; 


monadales; 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025089.1 


aceae; Rhodobaca 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 

2522145 252361 
udomonadales; Ps 
ref|NR_024946.1 


acea 
ref 


e; Pseudomon 
NR_024941.1 


ceae; Hyphomonas 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 


219857280 


as. 
Pseudomonas 

2 2220307 Pseudomonas 

Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 

Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 


ref|NR_024911.1 


Pseudomonas rhodesiae 


2580986 2582507 Pseudomonas rhodesiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


145098 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


145098 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


145098 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


145098 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


145098 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


145098 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


145098 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


145098 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


145098 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


145098 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


145098 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


145098 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


145098 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


145098 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; G 


145098 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


145098 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


145098 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


145098 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


145098 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


145098 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


145098 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


145098 Bacteria_16S 


2583668 2583583 19 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585237 2585152 19 103 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596075 2595990 19 103 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597641 2597556 19 103 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2661805 2661740 39 103 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2708343 2708258 19 103 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


n 


n 


s 


n 


e 
1 


e 


2780320 2780235 19 103 
bosomal RNA, partial sequence 

ammaproteobacteria; Thiotrichales; Thi 
2816359 2816274 19 103 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 
° 


e 
i 


2854534 2854449 19 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2859217 2859132 19 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2920630 2920545 19 103 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


n 


n 


1 
c 


2971960 2971875 19 103 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacter 
2975037 2974952 19 103 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2990289 2990204 19 103 gi 


gi 


s 


a 


a 


e 


a 


n 
e 


s 
r 


it 


q 
a 


a 


a 


t 


s 
i 


e 


219857279 


25825 


dales; 


P 


219857278 


25841 


dales; 


P 


219857271 


25949 
udomonad 


219857270 


25965 


dales; 


P 


219857216 


ce 26607 


Ss; 


Hypho: 
219857183 


equence 


ia; 


Camp 


219857130 
2779259 27806 


richacea 


uence 


, 


219856913 


Pseudo: 


219856888 


28534 


dales; 


P 


219856885 


28581 


dales; 


P 


219856843 


sequence 


eria; 


Ps 


219846942 


equence 


a; 


Pseud 


219846940 
2973936 29754 


udomonad 


219846930 
6S ribosomal RNA, partial sequence 2989207 29906 


ammaproteobacteria; Legionellales; Legionellacea 
3008555 3008470 19 103 gi|219846918 
ccc Baja-95 Cl.2 16S ribosomal RNA, partial seq 
ia; Cyanobacteria; Oscillatoriales; Halospirulin 
3013026 3012953 31 103 gi| 219846915 
n BC361 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
Marmoricola. 
3135135 3135050 19 103 gi| 219846832 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3164001 3163916 19 103 gi 
172 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 
3177750 3177665 19 103 gi 


h 


e 
h 


ammaproteobacteria; Pseudomonadales; Ps 
3418958 3418873 19 103 gi 
IFO 3264 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria; 
3629501 3629416 19 103 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3772564 3772497 37 103 gi 


n 


fo} 


fo} 


e 


u 


a 


3134094 31355 


dobacter 


219846813 


31629 
dobacter 


219846803 
16S ribosomal RNA, partial sequence 3176631 31781 


udomonad 


ence 


219846632 


Rhodospi 


219846486 


36283 


dales; 


hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


Geobacter. 


P 


219846383 


ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref |NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref|NR_024811.1 

2707242 270866 
ylobacterales; H 


ref|NR_024758.1 
e; Thiothrix. 
ref |NR_024734.1 
2815260 281674 
monadales; Pseud 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024662.1 
2919511 292100 


eudomonadales; P 


ref|NR_026534.1 

2970861 297232 
omonadales; Pseu 
ref|NR_026532.1 


acea 
ref 


e; Pseudomon 
NR_026522.1 


e; L 
ref 
uenc 
a. 
ref |NR_026507.1 
3011945 301344 
etales; Propioni 


egionella. 
NR_026510.1 
e 300750 


ref|NR_026424.1 
aceae; Paracoccu 
ref |NR_026405.1 
61 3164378 Roseov 
aceae; Roseovari 
ref|NR_026395.1 


aceae; Pseudomon 
ref |NR_026224.1 

3417892 341936 
rillales; Acetob 


ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_025974.1 

3771473 377289 


Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Pseudomonas 
5 Pseudomonas 


domonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Halospirulina 
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145098 Bacteria_16S 3810296 3810211 19 103 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

145098 Bacteria_16S 3889675 3889608 37 103 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

145098 Bacteria_16S 3906509 3906424 19 103 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

145098 Bacteria_16S 4057527 4057442 19 103 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

145098 Bacteria_16S 4196238 4196153 19 103 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
145098 Bacteria_16S 4212782 4212697 19 103 gi| 219846067 |ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

145098 Bacteria_16S 10002 9934 36 103 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

145098 Bacteria_16S 22217 22149 36 103 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

145098 Bacteria_16S 70738 70670 36 103 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

145098 Bacteria_16S 82584 82516 36 103 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

145098 Bacteria_16S 107092 107024 36 103 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

145098 Bacteria_16S 122474 122410 40 103 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
145098 Bacteria_16S 128475 128407 36 103 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

145098 Bacteria_16S 131478 131410 36 103 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

145098 Bacteria_16S 149590 149522 36 103 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

145098 Bacteria_16S 232243 232175 36 103 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

145098 Bacteria_16S 276364 276292 32 103 gi| 265678876 |ref|NR_029182.1| Helicobacter bilis 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

145098 Bacteria_16S 350962 350890 32 103 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
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145098 Bacteria_16S 696691 696623 36 103 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

145098 Bacteria_16S 705457 705385 32 103 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

145098 Bacteria_16S 708282 708210 32 103 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

145098 Bacteria_16S 765505 765437 36 103 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

145098 Bacteria_16S 810047 809979 36 103 gi|265678506|ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

145098 Bacteria_16S 816161 816093 36 103 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

145098 Bacteria_16S 828340 828272 36 103 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

145098 Bacteria_16S 829916 829848 36 103 gi| 265678493 |ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

145098 Bacteria_16S 855510 855438 32 103 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

145098 Bacteria_16S 891849 891781 36 103 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
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145098 Bacteria_16S 3808752 3808680 32 103 gi| 219846357 |ref|NR_025948.1| Campylobacter 
helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
145098 Bacteria_16S 3819560 3819488 32 103 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

145098 Bacteria_16S 3822622 3822550 32 103 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

145098 Bacteria_16S 3855862 3855795 37 103 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

145098 Bacteria_16S 3869517 3869445 32 103 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
145098 Bacteria_16S 3871035 3870956 25 103 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

145098 Bacteria_16S 4053032 4052964 36 103 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

145098 Bacteria_16S 4111945 4111873 32 103 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
145098 Bacteria_16S 4182571 4182503 36 103 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

145098 Bacteria_16S 4214298 4214230 36 103 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

145098 Bacteria_16S 4215853 4215785 36 103 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

145098 Bacteria_16S 4217380 4217312 36 103 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

145098 Bacteria_16S 4163 4096 37 103 gi|265679061|ref|NR_029369.1| Legionella erythra 
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16S ribosomal RNA, partial sequence 3080 
Proteobacteria; Gammaproteobacteria; Legionellales; Leg 
145098 Bacteria_16S 16063 15996 37 103 gi 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; 
145098 Bacteria_16S 29886 29819 37 103 gi 
amylolyticus strain LA 5 16S ribosomal RNA, partial seq 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lac 
145098 Bacteria_16S 34500 34433 37 103 gi 
strain 961*00022/98 16S ribosomal RNA, partial sequence 
Actinobacteria; Coriobacteridae; Coriobacteriales; Cori 
145098 Bacteria_16S 37403 37336 37 103 gi 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, part 
guttiformis Bacteria; Proteobacteria; Alphaproteobacter 
Sulfitobacter. 
145098 Bacteria_16S 43360 43293 37 103 gi 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, 
synnemataformans Bacteria; Actinobacteria; Actinobacter 
Nocardiopsaceae; Nocardiopsis. 

145098 Bacteria_16S 46375 46308 37 103 gi| 265679033 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
145098 Bacteria_16S 57152 57085 37 103 gi| 265679026 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chro: 
145098 Bacteria_16S 58653 58586 37 103 gi| 265679025 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
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cetales; Str 
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Thiocystis. 


145098 Bacteria_16S 72251 72184 37 103 gi| 265679016 
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stis violacea Bacteria; 


ref|NR_029324.1 
71176 72680 


Pseudonocardia 
Pseudonocardia 


sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 


145098 Bacteria_16S 73815 73748 37 103 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

145098 Bacteria_16S 78193 78126 37 103 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

145098 Bacteria_16S 85646 85579 37 103 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


145098 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


145098 Bacteria_16S 
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Tsukamurella. 


145098 Bacteria_16S 
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145098 Bacteria_16S 
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145098 Bacteria_16S 
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eltaproteobacteria; 
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Syntrophobacterale 
116295 116228 37 103 gi 


ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
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Cellulosimicrobium. 
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bosomal RNA, partial sequence 


ceae; 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


145098 Bacteria_16S 
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145098 Bacteria_16S 
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145098 Bacteria_16S 
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145098 Bacteria_16S 


capsulatus strain 
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145098 Bacteria_16S 


strain 2502 16S r 
Actinobacteria; A 
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aichiense strain 
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Mycobacterium. 


145098 Bacteria_16S 


strain 47001 16S 
Actinobacteria; A 


145098 Bacteria_16S 
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Actinobacteria; A 


145098 Bacteria_16S 


novocastrense str 
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in NSP M-1 16S ribosomal RNA, partial 
eria; Nitrospirae; Nitrospirales; Nitr 
180156 180089 37 103 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


190951 190884 37 103 
bosomal RNA, partial sequence 

ammaproteobacteria; Methylococcales; M 
193971 193904 37 103 gi 
in 1521 of Whittenbury 16S ribosomal R 


gi 


Methylobacter. 

195482 195415 37 103 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
226208 226141 37 103 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
227715 227648 37 103 gi 
49005 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


229221 229154 37 103 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
230729 230662 37 103 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
243206 243139 37 103 gi 
ain 73 16S ribosomal RNA, complete seq 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


gi 


Cory 
gi 


145098 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


113641 11518 


a; Actinobacteria; Actinobacteridae; Actinomycet 


119823 12132 


189853 19130 


225125 22658 


228138 22959 


229646 23110 


ales; 
265678986 


s; Syntrop 
265678985 
uence 

Actinomyc 


265678983 
equence 


265678982 


ococcineae 
265678979 
sequence 

ospiraceae 
265678943 
al sequenc 
ria; Methy 


265678936 


ethylococc 
265678934 
NA, partia 


265678933 
ence 19438 
occales; M 
265678912 


nebacterin 
265678911 
nce 22663 
ales; Cory 


265678910 


nebacterin 
265678909 


nebacterin 
265678900 
uence 

e; Actinom 


246249 246182 37 103 gi 


Cory 


nebacterineae; T 


ref|NR_029294.1 


hace 
ref 


ae; Syntroph 
NR_029293.1 
15240 116730 
etales; Coryneba 


bR 


ref|NR_029291.1 
118321 119772 
ales; Micrococci 


v 


ref |NR_029290.1 


; Cellulomonadac 
ref|NR_029287.1 

124349 125867 
; Nitrospira. 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 
ref|NR_029244.1 
acea 
ref 
1 se 


e; Methylomi 
NR_029242.1 
quence 


ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacteri 
ref|NR_029219.1 
2 228087 Mycoba 
nebacterineae; M 


ref|NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
eae; Mycobacteri 
ref |NR_029208.1 

242123 243639 
ycetales; Coryne 


265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 


Rhodococcus. 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
93201 93098 1 103 gi|265679001|ref|NR_029309.1| Geovibrio 
ain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 
104028 103961 37 103 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
21 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 


sukamurellaceae; 


Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Mycobacterium 
Mycobacterium 
cterineae; 


Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 


eae; Cellulomonas. 
Nitrospira 
Nitrospira 


Methylococcus 
Methylococcus 


ylococcaceae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 
Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
bacterineae; 


ref|NR_029206.1 
245166 246646 


Rhodococcus 
Rhodococcus 


145098 Bacteria_16S 
strain MCRL 0044 


265754 265687 37 103 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


145098 Bacteria_16S 
rifamycini 
cremea subsp. 
Streptosporangine 
145098 Bacteria_16S 
vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 

145098 Bacteria_16S 
strain R85-13-6 1 
Proteobacteria; 
145098 Bacteria_16S 
strain F 628 16S 


subsp. 


268754 268687 37 103 gi 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
283929 283862 37 103 gi 
Proteobacteria; 


eria; Deltaproteobacte 


296134 296067 37 103 gi 
psilonproteobacteria; Campylobacterale 
297685 297618 37 103 gi 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


145098 Bacteria_16S 
strain Illinois 1 


306709 306642 37 103 gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 


145098 Bacteria_16S 
strain 2678 16S r 


315848 315781 37 103 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 


145098 Bacteria_16S 
strain MK (Kaplan 


317312 317245 37 103 gi 
) 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


145098 Bacteria_16S 
strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 

145098 Bacteria_16S 
hongkongensis str 
hongkongensis Bac 


Loktanella. 


145098 Bacteria_16S 
strain A3 16S rib 
Proteobacteria; Alphaproteobacteria; 
145098 Bacteria_16S 
fontislapidosi st 
fontislapidosi Ba 


Idiomarina. 


145098 Bacteria_16S 
castelarensis str 
castelarensis Bac 
Streptomycetaceae 
145098 Bacteria_16S 
strain HTCC2597 1 


334295 334228 37 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


358218 358151 37 103 gi 
ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


365751 365684 
osomal RNA, partial 


37 
sequence 


103 gi 


367236 367169 37 103 gi 
rain F23 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


368703 368636 37 103 gi 
ain BJ-608 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

379312 379245 37 


103 gi 


265678883 


16S ribosomal RNA, partial sequence 264725 26613 


donocardin 
265678881 
rtial sequ 
nobacterid 


265678871 


in B54 16S ribosomal RNA, complete sequence 


ria; Desul 


265678863 


6S ribosomal RNA, partial sequence 295056 29653 


s; Helicob 
265678862 


296587 29794 


nebacterin 
265678856 


6S ribosomal RNA, partial sequence 305640 30713 


plasmatace 
265678850 


314818 31623 


kettsiacea 


265678849 
31628 
kettsiacea 


265678838 

33324 
ales; Cory 
265678816 
partial se 
eria; Rhod 


265678811 


364736 36609 
Rhodobacterales; Rhodobacter 


265678810 
quence 
teria; Alt 


265678809 
sequence 


265678802 


6S ribosomal RNA, partial sequence 378266 37969 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


145098 Bacteria_16S 
delbrueckii subsp 
Lactobacillus delbrueckii subsp. 
Lactobacillus. 
145098 Bacteria_16S 
lavamentivorans s 
lavamentivorans B 
Parvibaculum. 
145098 Bacteria_16S 
xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 
145098 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 
145098 Bacteria_16S 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 
145098 Bacteria_16S 
strain A288 16S ribosomal RNA, partial sequence 


380846 380779 37 103 gi 
- indicus strain NCC725 16S ribosomal 


382349 382282 37 103 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


397699 397596 1 103 gi 
in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 
; Cellulomonas. 

399185 399118 37 103 gi 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 

403860 403793 37 103 gi 
YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

; Streptomyces. 

405400 405333 37 


103 gi 


indicus Bacteria; 


265678801 
RNA, parti 


265678800 
sequence 
cteria; Rh 
265678790 
equence 

; Actinomy 


265678789 
tial seque 
idae; Acti 


265678786 
quence 
Actinomyce 


265678785 


Firmicutes; 


ref 
eae; 

ref 
ence 


ae; 


ref 


ref 


ref 


eae; 
ref 


ae; 
ref 


e; R 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


izob 


ref 


ceta 


ref 


nce 


ref 


tale 


ref 


Actinomyceta 


282818 284333 
fobacterales; De 


6 Helicobacter 
acteraceae; 


9 Mycobacterium 


7 Neorickettsia 
Neorickettsi 


2 317695 Ricket 
e; Rickettsieae; 


5 334704 Mycoba 
nebacterineae; M 


quence 357208 
obacterales; 


al sequence 
Lactobacillales; 


381306 382756 
396579 398094 


nomycetales; 


402781 404300 


NR_029189.1 
Pseudonocar 


NR_029187.1 
267723 


NR_029177.1 


NR_029169.1 


Heli 
NR_029168.1 


Mycobacteri 
NR_029162.1 


NR_029155.1 
ickettsieae; 


NR_029154.1 


NR_029143.1 


NR_029121.1 
Rho 
NR_029116.1 


Salipiger 


366150 367594 
eromonadales; 


Id 


NR_029114.1 


367645 369119 
e; Actinomycetales; Strept 


NR_029107.1 


Oceanicol 
NR_029106.1 


NR_029105.1 
iales; Phyll 
NR_029095.1 
les; Microco 
NR_029094.1 

398145 
Cor 
NR_029091.1 


s; Streptomy 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Actinomadura cremea 
269132 Actinomadura 
les; 


Desulfobacter 
Desulfobacter 


sulfobacteraceae; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Neorickettsia risticii 
risticii Bacteria; 
a. 
Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Loktanella 
358614 Loktanella 


dobacteraceae; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 
aceae; 


Idiomarina 
Idiomarina 
iomarinaceae; 


Streptomyces 
Streptomyces 


omycineae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 
aceae; 


a. 
Lactobacillus 
379741 381255 
Lactobacillaceae; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Cellulomonas 
Cellulomonas 
ccineae; 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Streptomyces 
Streptomyces 
cineae; 


NR_029090.1 


Actinomadura meyerae 


404351 405830 Actinomadura meyerae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
145098 Bacteria_16S 


strain XILO8 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Xylanibacterium. 
145098 Bacteria_16S 


ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 


406995 406892 1 


410016 409949 37 


complete sequence 


Streptosporangineae; Thermomonosporaceae; 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
145098 Bacteria_16S 
kalixensis strain 
kalixensis Bacteria; 
145098 Bacteria_16S 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequenc 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Actinosynnemataceae; 
145098 Bacteria_16S 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomyces. 


414849 414782 37 


Kx127A2 16S ribosomal RNA, 


Firmicutes; 
450239 450172 37 


Saccharothrix. 
460928 460861 37 


Pseudonocardiaceae; Amycolatopsis. 


145098 Bacteria_16S 


469967 469900 37 


Lactobacillales; 


103 gi| 265678784 |ref|NR_029089.1| Xylanibacterium ulmi 
405881 407393 Xylanibacterium ulmi Bacteria; 
Micrococcineae; Promicromonosporaceae; 
103 gi| 265678782 |ref|NR_029087.1| Streptomyces 
408966 410455 Streptomyces 
Actinomycetales; Streptomycineae; 
103 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
complete sequence 413724 415278 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
103 gi|265678755|ref|NR_029060.1| Saccharothrix 
e 449186 450615 Saccharothrix 


103 


103 


strain A10 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
145098 Bacteria_16S 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
145098 Bacteria_16S 


boenickei strain W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 
145098 Bacteria_16S 


australiensis strain Ben 117 16S ribosomal RNA, partial 
australiensis Bacteria; 


Quatrionicoccus. 
145098 Bacteria_16S 


479154 479087 37 


480703 480636 37 


482274 482207 37 


Proteobacteria; 


503913 503846 37 


103 


103 


103 


Betaproteobacteria; 


103 


gi 


gi 
46 


Streptosporang 


gi 


gi 


gi 


gi 


vestfoldensis strain R-9477 16S ribosomal RNA, partial 


vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 
145098 Bacteria_16S 
antarctica strain 


506980 506913 37 


103 


gi 


DVS 5al 16S ribosomal RNA, partial sequence 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
145098 Bacteria_16S 


benzenivorans strain B5 16S ribosomal RNA, partial sequence 52260 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 
145098 Bacteria_16S 


Pseudonocardia. 


523685 523618 37 


534332 534265 37 


103 


103 


strain K1ll 16S ribosomal RNA, partial sequence 


Proteobacteria; 
145098 Bacteria_16S 


psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
145098 Bacteria_16S 


538935 538868 37 


544987 544920 37 


103 


103 


IMMIB R-145 16S ribosomal RNA, partial sequence 


145098 Bacteria_16S 
strain TMAO3 16S 
Firmicutes; 
145098 Bacteria_16S 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 55460 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
145098 Bacteria_16S 


helgolandensis strain Hel 10 16S ribosomal RNA, partial 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Jannaschia. 
145098 Bacteria_16S 


549612 549545 37 


554187 554120 37 


572507 572440 37 


581409 581342 37 


103 


ribosomal RNA, partial sequence 
Clostridia; 


103 


103 


103 


gi 


gi 


533233 53475 
Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


gi 


543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


548509 55004 
Clostridiales; Veillonellaceae; 


gi 


gi 


gi 


265678744 
Actinomy 
265678738 
8944 47039 
265678732 
Actinomyc 
265678731 
47962 
Cory 
265678730 
sequence 
Rhodo 
265678716 
sequence 


Rhod 


265678714 


265678703 


265678696 


265678693 
sequence 


265678689 


265678686 


Sporomusa 
265678683 


e; Actinomycetales; 


Actinomycetales; 


Pseudonocardineae; 


Actinomycetales; 


Actinomycetales; 


Pseudonocardineae; 


ref|NR_029049.1| Amycolatopsis 
459859 461323 Amycolatopsis 
cetales; Pseudonocardineae; 


ref|NR_029043.1| Actinomadura latina 
5 Actinomadura latina Bacteria; 
ineae; Thermomonosporaceae; 


ref |NR_029037.1| Mycobacterium 
478074 479572 Mycobacterium 
etales; Corynebacterineae; 


ref|NR_029036.1| Mycobacterium 
3 481120 Mycobacterium boenickei 


nebacterineae; Mycobacteriaceae; 
ref |NR_029035.1| Quatrionicoccus 
481171 482647 Quatrionicoccus 


cyclales; Rhodocyclaceae; 
ref|NR_029021.1] Loktanella 
502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029019.1| Pseudonocardia 
505922 507359 Pseudonocardia 


Pseudonocardineae; 


ref|NR_029008.1| Pseudonocardia 
2 524095 Pseudonocardia benzenivorans 
Pseudonocardiaceae; 


ref|NR_029001.1| Ottowia thiooxydans 
7 Ottowia thiooxydans Bacteria; 


ae; Ottowia. 
ref |NR_028998.1| Mycobacterium 
537853 539333 Mycobacterium 


Corynebacterineae; 


ref|NR_028994.1| Nocardia puris strain 
4 Nocardia puris Bacteria; 
Nocardiaceae; Nocardia. 


ref|NR_028991.1| Sporomusa aerivorans 
4 Sporomusa aerivorans Bacteria; 
ref|NR_028988.1| Streptomyces 

8 Streptomyces 


Streptomycineae; 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 


265678671|ref|NR_028976.1| Jannaschia 

sequence 571472 572837 Jannaschia 
Rhodobacterales; Rhodobacteraceae; 

265678665 |ref|NR_028970.1| Mycobacterium 


580337 581817 Mycobacterium 


pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 

145098 Bacteria_16S 597941 597874 37 103 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
strain BCH 16S ribosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

145098 Bacteria_16S 599323 599256 37 103 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 600853 600786 37 103 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 617885 617818 37 103 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

145098 Bacteria_16S 643737 643670 37 103 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

145098 Bacteria_16S 654245 654142 1 103 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

145098 Bacteria_16S 657176 657109 37 103 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae 


145098 Bacteria_ 


strain 6111 16S r 
G 


Proteobacteria; 
145098 Bacteria_ 
strain RSA19 16S 
Firmicutes; 
145098 Bacteria_ 


strain ThSch 12 1 
G 


Proteobacteria; 
145098 Bacteria_ 


strain gM-1 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
145098 Bacteria_16S 


botniense strain 


Bacteria; Actinob 


Mycobacterium. 


145098 Bacteria_16S 
strain 19glyl 16S 
Clost 
145098 Bacteria_16S 
6611 16S ribosoma 
Gammaproteobacter 
145098 Bacteria_16S 


Firmicutes; 


halophila strain 
Bacteria; 


paurometabolica s 


Bacil 


Proteob 
145098 Bacteria_16S 


; Streptomyces. 
16S 699666 699599 37 103 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
16S 702627 702524 1 103 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
16S 704060 703993 37 


gi 


Paenibacillus 
103 gi 


ammaproteobacteria; Chromatiales; Chro 
16S 712880 712813 37 103 gi 
ibosomal RNA, partial sequence 


714439 714372 37 103 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


726925 726858 37 103 
ribosomal RNA, partial sequence 
ridia; 


gi 


Clostridiales; Veillonellaceae; 
732971 732904 37 103 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
734394 734327 37 103 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
740609 740542 37 103 gi 
train YIM 90007 16S ribosomal RNA, par 


698584 69993 


701473 70290 


6S ribosomal RNA, partial sequence 702960 70436 


711792 71330 


725825 72731 


731878 733268 Thioc 


265678583 


matiaceae; 
265678581 


265678580 


matiaceae; 
265678574 


nebacterin 
265678573 
ce 71335 
ales; Cory 


265678564 


Succinisp 
265678560 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678554 
tial seque 


ref|NR_028888.1 
Thiocystis. 
ref|NR_028886.1 
9 Paenibacillus 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028878.1 
9 714869 Mycoba 
nebacterineae; M 


ref|NR_028868.1 
9 Succinispira 
ira. 
ref 
apsa 


NR_028864.1 
rosea Bacte 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref|NR_028858.1 
nce 739522 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Lamprocystis purpurea 


purpurea Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Succinispira mobilis 


mobilis Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 
145098 Bacteria_16S 
valvarum strain M 
Proteob 
145098 Bacteria_16S 


Bacteria; 


strain Uedal07 16 
Proteobacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
145098 Bacteria_16S 777810 777743 37 103 gi| 265678528 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actin 
Gordoniaceae; Gordonia. 

145098 Bacteria_16S 779395 779328 37 103 gi| 265678526 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 77827 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
145098 Bacteria_16S 782478 782375 1 103 gi| 265678524 


G 
145098 Bacteria_16S 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 


; Pseudonocardiaceae; Saccharomonospor 
754786 754719 37 103 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
771579 771512 37 103 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


774684 774617 37 103 gi 


770475 77198 


a. 
265678543 
ence 75371 
cteriales; 
265678532 


seudomonad 
265678530 


ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028836.1 


acea 
ref 


e; Cellvibri 
NR_028834.1 


eae; Pseudonocar 
ref|NR_028832.1 

776745 778221 
omycetales; Cory 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 


cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Prauserella alba 


2 Prauserella alba Bacteria; 
diaceae; 


Prauserella. 
Gordonia 
Gordonia 


nebacterineae; 


Desulfobacter 


obacter postgatei 


eae; Desulfobacter. 


ref|NR_028828.1 
781358 782875 


Xylanimonas 
Xylanimonas 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 


145098 Bacteria_16S 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
beijiangensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 


Streptomycetaceae; 
145098 Bacteria_16S 


787010 786943 37 


790056 789989 37 


103 


103 


strain J72 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


145098 Bacteria_16S 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 
montefiorense Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 


Mycobacteriaceae; 
145098 Bacteria_16S 


811552 811485 37 


837495 837428 37 


103 


103 


strain S1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


145098 Bacteria_16S 
strain AC 615 16S 


145098 Bacteria_16S 


kondratievae strain GB 16S ribosomal RNA, partial sequence 


Bacteria; 
145098 Bacteria_16S 


838981 838914 37 


848173 848106 37 


861701 861634 37 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


103 


strain K24 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


145098 Bacteria_16S 


866276 866209 37 


103 


gi 


gi 
78 


gi 


gi 
83 


Cory 


gi 
83 


Stre 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


gi 
86 


gi 


halorespirans strain PCE-M2 16S ribosomal RNA, partial 


halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurospirillum. 
145098 Bacteria_16S 
subroseum strain 


Streptosporangiaceae; 
145098 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
145098 Bacteria_16S 
strain AS4.0578 1 


145098 Bacteria_16S 
strain NRRL B-161 


Lentzea. 
145098 Bacteria_16S 
strain Greoux 11 
Bacteria; 
145098 Bacteria_16S 


aerocolonigenes strain N 
aerocolonigenes Bacteria; 


Actinosynnemataceae; 
145098 Bacteria_16S 
pretiosum subsp. 

Actinosynnema 
Actinomycetales; 
145098 Bacteria_16S 


strain IEGM 16S ribosoma 
Actinobacteria; Actinoba 


145098 Bacteria_16S 


pretios 


Pseudon 


875244 875177 37 


Streptosporangium. 
876695 876628 37 


878199 878132 37 


881206 881139 37 


904158 904091 37 


913409 913342 37 


Lechevalieria. 
914967 914900 37 


pretiosum 


918119 918052 37 


919684 919617 37 


103 


103 


103 


103 


103 


103 


103 


103 


1 RNA, partial sequence 
cteridae; Actinomycetales; 


103 


strain 213E 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


145098 Bacteria_16S 
strain DSS-3 16S 


145098 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
145098 Bacteria_16S 


930427 930360 37 


933564 933497 37 


HO 66 16S ribosomal RNA, 


Firmicutes; 
964470 964403 37 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


103 


complete sequence 


Lactobacillales; Lactobacillacea 


103 


strain Y9 16S ribosomal RNA, partial sequence 


145098 Bacteria_16S 


1031710 1031643 37 


103 


gi 


CY-7113 16S ribosomal RNA, partial sequence 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


gi 


37 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


gi 


RRL B-3298 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; 


gi 


um strain C-15003 16S ribosomal 


gi 


917039 91855 
Corynebacterin 


gi 


918602 92011 
Corynebacterin 


gi 


929371 93083 


gi 


gi 


963457 96488 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


265678521 


265678519 
9013 79048 


265678505 


265678488 
6449 83791 


265678487 
7961 83941 


265678481 
84713 


265678462 


265678461 
87568 
Stre 

265678460 

265678458 
88012 


Pseu 


265678442 
90307 


265678436 
Actin 


265678435 
RNA, part 


Actinosy 


265678433 


265678432 


265678425 


265678423 


265678402 


e; Actinomycetales; 


nebacterineae; 


rtial sequence 
e; Actinomycetales; 


nebacterineae; 


ptosporangineae; 


Campylobacterales; 


Legionellaceae; 


ref |NR_028825.1 
785920 787418 


ref|NR_028823.1 


ref|NR_028808.1 


810468 
ref |NR_028791.1 
ref 


NR_028790.1 


ref |NR_028784.1 


ref|NR_028765.1 
874217 875635 


ref |NR_028764.1 
6 877087 Strept 
ptomycineae; Str 
ref |NR_028763.1 
eae; Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 


ref|NR_028744.1 
2 904507 Legion 


ref|NR_028738.1 
uence 912332 
omycetales; Pseu 


ref 
ial 


NR_028737.1 
sequence 


nnema. 
ref|NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


Gordoniacea 
NR_028727.1 


eae; 
ref 


aceae; Ruegeria. 
ref|NR_028725.1 
932436 934005 
Lactobacillu 
NR_028704.1 


e; 
ref 


n 


eae; Nocardiacea 


265678357 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 


Streptomyces 
Streptomyces 


Streptomycineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
Gordoniaceae; 


Gordonia. 
Mycobacterium 
811984 Mycobacterium 


Corynebacterineae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 
Nocardiaceae; 


Nocardia. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Paracoccus 


2 848491 Paracoccus kondratievae 
, 


Rhodobacteraceae; Paracoccus. 
265678471|ref|NR_028774.1]| Amycolatopsis sacchari 
0647 862130 Amycolatopsis sacchari Bacteria; 
Pseudonocardiaceae; Amycolatopsis. 
265678468 |ref|NR_028771.1| Sulfurospirillum 
sequence 865186 866674 Sulfurospirillum 


Campylobacteraceae; 


Streptosporangium 
Streptosporangium 


Streptosporangineae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Legionella gresilensis 
ella gresilensis 


Legionella. 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
ocardineae; Actinosynnemataceae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Ruegeria pomeroyi 


3  Ruegeria pomeroyi Bacteria; 


Lactobacillus 
Lactobacillus 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 


ref |NR_028659.1 
1030633 103211 


Micromonospora 
4 Micromonospora 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Micromonospora. 
145098 Bacteria_16S 1039398 1039331 37 
strain IFM 10035 


145098 Bacteria_16S 1040907 1040840 37 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


145098 Bacteria_16S 1042445 1042378 37 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


145098 Bacteria_16S 
strain IFM 10084 


1044005 1043938 37 


145098 Bacteria_16S 
strain YZ-96 16S 


1045561 1045494 37 


145098 Bacteria_16S 
strain LK2-10 16S 


1048630 1048563 37 


Micromonospora. 


145098 Bacteria_16S 1053137 1053070 37 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


145098 Bacteria_16S 1083101 1083034 37 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillaceae; 


Firmicutes; Lactobacillales; 
145098 Bacteria_16S 1086068 1086001 37 


145098 Bacteria_16S 1090733 1090666 37 


roseoviolacea strain A-5 16S ribosomal RNA, partial seq 
roseoviolacea Bacteria; Actinobacteria; Actinobacterida 


Nonomuraea. 
1098193 1098126 37 


Streptosporangiaceae; 
145098 Bacteria_16S 


scabrisporus strain KM-4927 16S ribosomal RNA, partial 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 1099702 1099635 37 


macrocephala strain IFO 16266 16S ribosomal RNA, partia 
macrocephala Bacteria; Actinobacteria; Actinobacteridae 


Streptosporangiaceae; Acrocarpospora. 

145098 Bacteria_16S 1107270 1107203 37 
strain NRRL 15532 16S ribosomal 
Bacteria; Actinobacteria; 
Nonomuraea. 
145098 Bacteria_16S 1108821 1108754 37 
strain DF-32 16S ribosomal RNA, 


Microbispora. 


145098 Bacteria_16S 1130014 1129947 37 


strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Ricke 
Rickettsiales; 


Proteobacteria; Alphaproteobacteria; 
fever group. 
145098 Bacteria_16S 
strain ES10.1 16S 


1131511 1131444 37 
145098 Bacteria_16S 1148177 1148110 37 
strain IMMIB R-1434 16S 


145098 Bacteria_16S 1166397 1166314 21 


DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clost 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


145098 Bacteria_16S 1175495 1175428 37 
DSM 16069 16S ribosomal 
Bacteria; Proteobacteria; 
145098 Bacteria_16S 1178478 1178411 37 


DSM 12563 16S ribosomal RNA, partial sequence 


Bacteria; Spirochaetes; 
145098 Bacteria_16S 


1207286 1207203 21 


RNA, partial sequence 


103 


103 


103 


103 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


103 


103 


103 


103 


103 


103 


RNA, partial sequence 
Actinobacteridae; Actinomycet 


103 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


103 


103 


103 


Spirochaetales; Brachyspiraceae 


103 


Lactobac 


gi 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


1044481 10459 


Cory 
gi 


1047573 10490 
omonosporineae 


Micr 


gi 


gi 


gi 


Stre 
gi 


gi 


gi 


gi 


gi 


1107766 11092 


Stre 
gi 
Ric 


gi 


1130448 11319 


Stre 
gi 


gi 


gi 


1174405 11758 
Gammaproteobacteria; Kangiell 


gi 


1177428 11788 
; Brachyspira. 


265678352 


265678351 


265678350 


265678349 


265678348 


265678346 


265678342 


265678321 


illus. 
265678319 


ptomycineae; 
265678316 
uence 


265678311 
sequence 


265678310 
1 sequence 
265678304 
ales; 
265678303 
ptosporang 
253680770 
kettsiaceae; 
253680769 


ptosporang 
253680758 


nebacterin 
228720470 


elotrichac 
228718578 


a. 
228718030 


gi 


mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 


228715354 


ref 
31 Nocardia arthritidis Bacteria; 
nebacterineae; 
ref 
34 Nocardia pneumoniae Bacteria; 
nebacterineae; 
ref 
83 Nocardia araoensis Bacteria; 
nebacterineae; 
ref 
30 Nocardia higoensis Bacteria; 
nebacterineae; 
ref 
88 Nocardia shimofusensis Bacteria; 
nebacterineae; 
ref 
49 Micromonospora eburnea Bacteria; 


ref 
15 Nocardia asiatica Bacteria; 
nebacterineae; 
ref 
61 Lactobacillus 


ref 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1089685 109113 
e; Actinomycet 


1097121 109859 
; Actinomyceta 


ref oul 
1098650 110009 
; Actinomyceta 


ref 
1106217 1107715 Nonomu 
Streptos 


ref 
07 Microbispora 
inea 


ref 
ttsi 


R 


ref 
04 Nocardiopsis 
inea 
ref 
1147115 1148603 Nocard 
eae; 
ref 
ridi 
eae. 
ref 
98 Kangiella koreensis DSM 16069 


ref 
68 Brachyspira murdochii DSM 12563 


NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028648.1 


; Micromonos 
NR_028644.1 
Nocardiacea 
NR_028623.1 
NR_028621.1 


treptomyceta 
NR_028618.1 


ales; Strept 
NR_028613.1 


les; Strepto: 


NR_028612.1 
les; Strepto 
NR_028606.1 
porangineae; 
NR_028605.1 
e; Streptosp 
NR_028018.1 
a rickettsii 
ickettsieae; 


NR_028017.1 


e; Nocardiop 
NR_028006.1 


Nocardiacea 
NR_027592.1 


um spiroform 


NR_027574.1 


NR_027570.1 


ref 


Nocardia arthritidis 


e; Nocardia. 
Nocardia pneumoniae 


e; Nocardia. 
Nocardia araoensis 


e; Nocardia. 
Nocardia higoensis 


e; Nocardia. 
Nocardia shimofusensis 


e; Nocardia. 
Micromonospora eburnea 


poraceae; 

Nocardia asiatica 
e; Nocardia. 
Lactobacillus equi 


equi Bacteria; 


Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 


Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Nocardia ignorata 

ia ignorata Bacteria; 

e; Nocardia. 
Clostridium spiroforme 
e DSM 1552 Bacteria; 


Kangiella koreensis 


Brachyspira murdochii 


NR_027526.1 


Catenibacterium 


1206179 1207663 Catenibacterium mitsuokai DSM 


145098 Bacteria_16S 
strain R-4079 16S 
G 


Proteobacteria; 


Proteobacteria; 


Mycobacteriaceae; 


145098 Bacteria_16S 
DSM 15272 16S rib 
Bacteria; Actinob 


Aeromicrobium. 


145098 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterale 


lactoaceticus 6A 
Bacteria; 
Sedis; 


Actinobacteridae; 


145098 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. 


Firmicu 
Caldicellu 
145098 Bacteria_16S 
thermoviolaceus s 

1308545 St 


Incer 
145098 Bacteria_16S 
YIM 30243 16S rib 


1228312 1228245 37 103 
ribosomal RNA, partial sequence 


gi 


1229848 1229781 37 103 
ribosomal RNA, partial sequence 


gi 


1235918 1235851 37 103 gi 


Mycobacterium. 


tes; Clostridia; 
losiruptor. 
1308125 1308058 37 103 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1325085 1324982 1 103 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1326546 1326479 37 103 
osomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


145098 Bacteria_16S 
gallaeciensis str 


gallaeciensis BS1 
Phaeobacter. 


145098 Bacteria_16S 
DSM 43247 16S rib 
Bacteria; Actinob 
145098 Bacteria_16S 
thailandensis str 


thailandensis E26 
Burkholderia; 


strain HTCC2516 1 


Bacteria; 


Bacteria; 
Teredinibacter. 


145098 Bacteria_16S 
HEL-45 16S riboso: 


pse 
145098 Bacteria_16S 


Proteob 
145098 Bacteria_16S 
turnerae strain T 
Proteob 


1337233 1337166 37 103 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1351057 1350990 37 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1360007 1359944 37 99 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 
1370611 1370544 37 


103 gi 


103 gi 
acteria; Alphaproteobacteria; Rhodobac 
1378243 1378176 37 103 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1379720 1379653 37 
mal RNA, partial sequence 


103 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


145098 Bacteria_16S 


strain 08145 16S 
Proteobacteria; 


bermudensis HTCC2 
HTCC2503 Bacteria 


145098 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


145098 Bacteria_16S 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


145098 Bacteria_16S 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


145098 Bacteria_16S 


G 
145098 Bacteria_16S 


1382669 1382602 37 103 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1391590 1391523 37 103 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1417163 1417096 37 103 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


gi 


v 


1426373 1426306 37 103 gi 
ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

1427938 1427871 37 103 gi 
AS 4.1594 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 


’ 


, 


1432655 1432552 1 103 gi 


1227244 12287 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
145098 Bacteria_16S 
strain R-4069 16S 


G 


1228770 12302 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
145098 Bacteria_16S 
frederiksbergense 


frederiksbergense 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


1325499 13269 


1349993 13514 


6S ribosomal RNA, partial sequence 1369567 


1378686 1380064 


1381574 


219878281 


se 
219878280 


se 

219878254 
ar 
ri 


dae; Act 


s; Thermoa 
228721493 
16S ribos 
moviolaceu 
eptomyceta 
219878140 
sequence 
Thermoana 


219846136 


nebacterin 
228721486 

equence 

eobacteria 


228720546 


ales; Cory 
228720024 
quence 
bacteria; 


228718299 
13709 
terales; R 
228717562 
ce 13771 
nadales; A 


228717469 
Ocean 
hodobacter 
228717104 
13830 
diomarinac 
228716336 
e 13905 
Parvularc 
224581447 
14160 
Pseu 


ales; 


224581441 
al sequenc 
e; Actinom 


224581440 
sequence 
Actinomyce 


224581434 


tial seq 


ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 

ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 

ref |NR_025393.1| Mycobacterium 

uence 1234868 1236341 Mycobacterium 
inomycetales; Corynebacterineae; 


1280883 1280816 37 103 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
osomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

1302066 1301963 1 103 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref 
omal 
s Ba 
ceae; 
ref|NR_025279.1 
1323941 132544 
erobacterales; T 


NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


1307063 


ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_027609.1 
1336206 133758 
Rhodobacterale 


Nocardia alba strain 
Bacteria; 
e; Nocardia. 
Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


’ 


ref|NR_027594.1| Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_027587.1| Burkholderia 

1358923 1360410 Burkholderia 
Burkholderiales; Burkholderiaceae; 


ref|NR_027572.1| Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
hodobacteraceae; Oceanicola. 
ref|NR_027564.1| Teredinibacter 

67 1378635 Teredinibacter turnerae T7901 
1lteromonadales genera incertae sedis; 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 


ref 
ibul 


NR_027563.1 
bus indolife 
aceae; Oceanibulbus. 

ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 0S145 Bacteria; 
eae; Idiomarina 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref |NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


Parvularcula 

arcula bermudensis 
culaceae; Parvularcula. 
Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


ref |NR_027223.1 
e 1425302 142681 
ycetales; Strept 


Streptomyces 
1 Streptomyces 
omycineae; 


ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


Streptomyces 
6 Streptomyces 
cineae; 


ref 


NR_027216.1| Leptospirillum 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


145098 Bacteria_16S 
strain LM 036 16S 


145098 Bacteria_16S 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; 


Thalassobacter. 


1440308 1440241 37 103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


1444931 1444864 37 103 


gi| 224581428 
1439230 14407 


224581424 
sequence 


gi 


Rhodobacterales; 


ref|NR_027210.1 


ref|NR_027205.1 
1443876 144534 


Lentzea violacea 


37 Lentzea violacea Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Thalassobacter 
0 Thalassobacter 


Rhodobacteraceae; 


145098 Bacteria_16S 1452434 1452367 37 103 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
145098 Bacteria_16S 1474974 1474907 37 103 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 1488807 1488740 37 103 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 1494816 1494749 37 103 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
145098 Bacteria_16S 1517260 1517193 37 103 gi|219873435|ref|NR_025194.1] Desulfotignum 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 1517596 Desulfotignum 


phosphitoxidans Bacteria; 


Desulfotignum. 
145098 Bacteria_16S 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 
ardia. 


Nocardiaceae; Noc 
145098 Bacteria_16S 
strain ATCC 25258 
Bacteria; Firmicutes; 
145098 Bacteria_16S 

strain JCM3369 16 


Proteobacteria; 


1521724 1521657 37 103 


1526382 1526315 37 103 


16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Lactobacillales; 


1527884 1527817 37 103 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
145098 Bacteria_16S 
strain JCM3146 16 


1529388 1529321 37 103 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
145098 Bacteria_16S 
oligospora strain 


Thermomonosporaceae; 
145098 Bacteria_16S 


1530898 1530831 37 103 


ATCC 43269 16S ribosomal RNA, partial 
oligospora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 


1532436 1532369 37 103 


Deltaproteobacteria; 


Streptosporang 


Streptosporang 


De 


219857610 
1 sequen 
Actino: 


gi 


219857499 

15252 
Lactobac 
gi] 219857435 
1526835 15282 


gi 


gi] 219857434 
1528339 15297 


219857433 
sequence 
Actinomyce 


gi 


gi|219857427 


sulfobacterales; 


ref|NR_025199.1 
ce 1520665 152215 
mycetales; 


ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025023.1 
88 Actinomadura 
ineae; Thermomon 


ref |NR_025022.1 


ineae; Thermomon 
ref|NR_025021.1 

1529847 153130 
tales; Streptosp 


ref|NR_025015.1 


Desulfobacteraceae; 


Nocardia 
6 Nocardia 


Corynebacterineae; 


Lactobacillus jensenii 
acillus jensenii 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


orangineae; 


Micromonospora 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, par 
matsumotoense Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; Micromonospora. 

145098 Bacteria_16S 


strain JCM 3325 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

145098 Bacteria_16S 1538503 1538436 37 103 gi| 219857377 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Saccharothrix. 

145098 Bacteria_16S 1540064 1539997 37 103 gi| 219857376 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 15389 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
145098 Bacteria_16S 1541613 1541546 37 103 gi| 219857375 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Actinokineospora. 

145098 Bacteria_16S 1543173 1543106 37 103 gi| 219857374 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequenc 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Actinokineospora. 

145098 Bacteria_16S 1546238 1546171 37 103 gi|219857261 


strain KMM 231 16 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


1535432 1535365 37 103 gi 


6S ribosomal RNA, partial sequence 1534373 15358 


tial seque 
e; 


219857414 


S ribosomal RNA, partial sequence 


Actinomycetales; 


nce 1531359 1532864 Micromonospora 


Micromonosporineae; 


ref|NR_025002.1| Actinomadura vinacea 
13 Actinomadura vinacea Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_024965.1| Saccharothrix 
1537426 1538935 Saccharothrix 
etales; Pseudonocardineae; 


ref|NR_024964.1 
86 1540484 Cross 


Crossiella cryophila 
iella cryophila Bacteria; 
eae; Pseudonocardiaceae; Crossiella. 

ref |NR_024963.1| Actinokineospora 

ce 1540535 1542044 Actinokineospora 
etales; Pseudonocardineae; 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


Actinokineospora 
6 Actinokineospora 
ardineae; 


ref|NR_024892.1| Idiomarina zobellii 


1545151 1546614 Idiomarina zobellii Bacteria; 
Idiomarinaceae; 


Idiomarina. 


145098 Bacteria_16S 1547752 1547685 37 103 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

145098 Bacteria_16S 1549258 1549191 37 103 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

145098 Bacteria_16S 1550724 1550657 37 103 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

145098 Bacteria_16S 1552192 1552125 37 103 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

145098 Bacteria_16S 1561093 1561026 37 103 gi|219846147|ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

145098 Bacteria_16S 1564027 1563960 37 103 gi|219846103|ref|NR_025693.1| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

145098 Bacteria_16S 1574589 1574522 37 103 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 
145098 Bacteria_16S 1589901 1589834 37 103 gi|219878485|ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 1591449 1591382 37 103 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 1592997 1592930 37 103 gi|219878483|ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 1594543 1594476 37 103 gi|219878482|ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 1596090 1596023 37 103 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 1597638 1597571 37 103 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 1599186 1599119 37 103 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 1600734 1600667 37 103 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 1602282 1602215 37 103 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


145098 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 


Roseisalinus. 


145098 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 


Loktanella. 


145098 Bacteria_16S 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


145098 Bacteria_16S 


aridum subsp. 


Streptomycetaceae; Streptomyces. 


ribosomal RNA, partial sequence 
Stre 
1663036 1662969 37 103 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 


pt 


s 
e; 


1611342 1611275 37 103 gi| 219878469 |ref|NR_025608.1 
n EL-88 16S ribosomal RNA, partial sequence 1610323 161174 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
1612823 1612756 37 103 gi|219878468|ref|NR_025607.1 
in LMG 22007 16S ribosomal RNA, partial sequence 1611794 161320 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
1640049 1639982 37 103 gi|219878450|ref|NR_025589.1 


1638983 16404 


219878433 


ineae; Nocardiop 
ref|NR_025572.1 
equence 1661967 166345 
Actinomycetales; Pseudo 


osporang 


1664576 1664509 37 103 


gi 


219878432 
largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 


ref 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Nocardiopsis aegyptia 


69 Nocardiopsis aegyptia Bacteria; 


saceae; Nocardiopsis. 
Kibdelosporangium 
6 Kibdelosporangium 


nocardineae; 


NR_025571.1 


Kibdelosporangium 
1663507 1664980 


Kibdelosp 


orangium aridum subsp. 


Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 


145098 Bacteria_ 
albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 


145098 Bacteria_ 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


145098 Bacteria_ 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


145098 Bacteria_ 


keratiniphila sub 


16S 1666100 1666033 37 103 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


219878431 
nce 
ales; 


16S 1673669 1673602 37 103 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

16S 1675192 1675125 37 103 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

16S 1676691 1676624 37 103 gi 
sp. nogabecina strain DSM 44586 16S ri 


219878426 
al 
ae 


’ 


219878425 
sequence 


219878424 
bo 


16650 
Pseu 


sequenc 
Actino: 


Actinomyc 


somal RN. 


ref|NR_025570.1 


donocardineae; 


ref|NR_025565.1 
e 1672599 167407 
mycetales; 


ref|NR_025564.1 
1674127 167557 
etales; 


ref 
A, Pp 


NR_025563.1 
artial sequ 


31 1666519 Kibdel 
P 


Pseud 


Pseudono 


e 


largum Bacteria; Actinobacteria; Actinobacteridae; 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
145098 Bacteria_ 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


145098 Bacteria_ 
strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 
145098 Bacteria_ 


mediatlanticus st 
mediatlanticus Ba 


145098 Bacteria_ 


ostraviensis stra 
ostraviensis Bact 


Cellvibrio. 
145098 Bacteria_ 


strain R-8904 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


145098 Bacteria_ 
rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 
145098 Bacteria_ 
strain DSM 44222 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


145098 Bacteria_ 
strain DSM 44515 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


145098 Bacteria_ 
strain DSM 44494 


Actinobacteria; Actinobacteridae; Actinomycetales; 


145098 Bacteria_ 


metallicus strain 
Bacteria; Actinob 


Nocardiopsis. 


145098 Bacteria_16S 
namibiensis strai 
namibiensis Bacte 
Thermomonosporace 
145098 Bacteria_16S 
strain SPR2 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
145098 Bacteria_16S 


strain ISP 5293 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 
roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 
145098 Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; 
16S 1678208 1678141 37 103 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

16S 1679729 1679662 37 103 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


219878423 


sequence 


219878422 


ales; 


16S 1681266 1681199 37 103 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
16S 1691928 1691861 37 103 gi 
in LMG 19434 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


219878421 
uence 

i; 
219878413 


ria; 


16S 1711873 1711806 37 103 


ribosomal RNA, partial sequence 


gi| 219878400 
1710844 17122 
ho 
16S 1727054 1726987 37 103 gi| 219878390 
DSM 44223 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
16S 1728593 1728526 37 103 gi| 219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
ne 
16S 1730129 1730062 37 103 gi| 219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
ne 
16S 1740817 1740750 37 103 gi| 219878380 
16S ribosomal RNA, partial sequence 1739732 17412 
Strept 
1743907 1743840 37 103 gi| 219878378 
R2A 16S ribosomal RNA, partial sequence 17428 
acteria; Actinobacteridae; Actinomycetal 


16S 


es; 


1746932 1746865 37 103 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1759198 1759131 37 103 
ibosomal RNA, partial sequence 


219878376 
1 sequence 
Actinomyc 


gi| 219878366 
1758120 17596 
nebacterin 
1772566 1772499 37 103 gi| 219878355 
6S ribosomal RNA, partial sequence 1771537 17729 
Strept 
1774064 1773997 37 103 gi| 219878354 
rain ISP 5277 16S ribosomal RNA, partial sequenc 
cteria; Actinobacteria; Actinobacteridae; Actino: 
Streptomyces. 

1775561 1775494 37 


v 


v 


103 gi| 219878353 


longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 


longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


Amycolato 


Actinomyc 


16786 
Pseu 


Thermal 


1 sequence 
Pseud 


dobacter 


inomycet 


bacterin 


bacterin 


osporang 


Stre 


omycinea 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025560.1 
1680196 168167 
es; Thermaceae; 
ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref |NR_025539.1 
aceae; Loktanell 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


v 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025517.1 
31 1744318 Nocard 
ptosporangineae; 


ref|NR_025515.1 

1745863 174730 
etales; Streptos 
ref|NR_025505.1 
eae; Gordoniacea 
ref|NR_025494.1 
83 Streptomyces 
e; Streptomyceta 
ref|NR_025493.1 
e 1773034 177448 
mycetales; Strep 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Mycobacterium 

1 Mycobacterium 

erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 
Nocardiopsaceae; 


Actinomadura 
0 Actinomadura 


porangineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 
tomycineae; 


ref|NR_025492.1 
1774532 177597 
Streptom 


Streptomyces 
9 Streptomyces 
ycineae; 


145098 Bacteria_16S 1810575 1810508 37 103 gi|219878329|ref|NR_025468.1| Gordonia westfalica 


strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
145098 Bacteria_16S 1816715 1816648 37 103 gi|219878325|ref|NR_025464.1| Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
145098 Bacteria_16S 1838060 1837993 37 103 gi|219878310|ref|NR_025449.1]| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

145098 Bacteria_16S 1839623 1839556 37 103 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
145098 Bacteria_16S 1853250 1853183 37 103 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 


145098 Bacteria_16S 1867013 1866946 37 103 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 

145098 Bacteria_16S 1877587 1877520 37 103 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 


halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
145098 Bacteria_16S 1882297 1882230 37 103 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
145098 Bacteria_16S 1883873 1883806 37 103 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
145098 Bacteria_16S 1885453 1885386 37 103 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
145098 Bacteria_16S 1886999 1886932 37 103 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 
145098 Bacteria_16S 1924693 1924626 37 103 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
145098 Bacteria_16S 1926254 1926187 37 103 gi| 219878244 |ref|NR_025383.1]| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


145098 Bacteria_16S 1927795 1927728 37 103 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

145098 Bacteria_16S 1933941 1933838 1 103 gi| 219878239 |ref|NR_025378.1| Desulfomicrobium orale 


strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 

145098 Bacteria_16S 1935395 1935328 37 103 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
strain CHO0O1A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

145098 Bacteria_16S 1976324 1976257 37 103 gi|219878211|ref|NR_025350.1| Desulfobacula 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 
145098 Bacteria_16S 2025312 2025245 37 103 gi| 219878179 |ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 
145098 Bacteria_16S 2029847 2029780 37 103 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 
145098 Bacteria_16S 2034269 2034202 37 103 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
145098 Bacteria_16S 2052960 2052893 37 103 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
145098 Bacteria_16S 2054513 2054446 37 103 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
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145098 Bacteria_16S 2153215 2153148 37 103 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

145098 Bacteria_16S 2157735 2157668 37 103 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

145098 Bacteria_16S 2162207 2162140 37 103 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

145098 Bacteria_16S 2165307 2165240 37 103 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
145098 Bacteria_16S 2166848 2166781 37 103 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

145098 Bacteria_16S 2168361 2168294 37 103 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 2171453 2171386 37 103 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

145098 Bacteria_16S 2173004 2172937 37 103 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

145098 Bacteria_16S 2174429 2174362 37 103 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

145098 Bacteria_16S 2188119 2188052 37 103 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

145098 Bacteria_16S 2195665 2195598 37 103 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

145098 Bacteria_16S 2233505 2233438 37 103 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

145098 Bacteria_16S 2236633 22365301 103 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

145098 Bacteria_16S 2248701 2248634 37 103 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 2253302 2253235 37 103 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
145098 Bacteria_16S 2257889 2257822 37 103 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 2437523 24389 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 


in Montbeliard Al 16S ribosomal RNA, p 
Gammaproteobacte 


VPCX2 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


somal RNA, partial sequence 2576563 2577940 Cellu 


somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


gi| 219857524 


2307079 23085 
ligenace 


ca 


gi| 219857523 


gi| 219857522 
2310109 23115 


Streptosporang 


gi|219857511 


Corynebacterineae; 


gi|219857500 
2341772 23432 


Pseudonocardineae; 


ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentipha 
ref|NR_025111.1 


ineae; Streptos 
ref|NR_025110.1 
29 Actinomadura 
ineae; 


ref|NR_025099.1 
77 Mycobacterium 
Mycobacter 
ref|NR_025088.1 


Pseudonoca 


g 


i 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
porangiaceae; Nonomuraea. 


Actinomadura mexicana 


mexicana Bacteria; 
Thermomonosporaceae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Crossiella equi strain 


43 Crossiella equi Bacteria; 
rdiaceae; 


Crossiella. 


gi|219857489|ref|NR_025077.1| Propioniferax innocua 
2356968 2358432 Propioniferax innocua 
ales; Propionibacterineae; Propionibacteriaceae; 
gi|219857471|ref|NR_025059.1| Nocardia abscessus 
2382752 2384208 Nocardia abscessus Bacteria; 
Corynebacterineae; Nocardiaceae; Nocardia. 
gi|219857454|ref|NR_025042.1| Streptomonospora 
e 24085 


ales; 


219857452 
sequence 


gi 


gi|219857451 
2413261 24147 


219857445 
equence 
Actino: 


gi 


gi| 219857429 
Corynebacterin 

gi| 219857385 

2496307 24977 
Corynebacterin 

gi| 219857381 
25009 
ionellacea 
219857380 
artial seq 
ria; Legio 
219857368 
e 25130 
es; Micr 


gi 


gi 
al 
219857365 


equence 
Actinomy 


gi 


gi|219857349 
2541332 25426 
gi|219857283 


Micrococcineae 
gi|219857282 


occineae 


ia; Methyloc 


porangineae 


ref|NR_025040.1 

2411699 241321 
occales; 
ref|NR_025039.1 
aceae; Methylos 
ref|NR_025033.1 
2421026 242250 
mycetales; 
ref|NR_025017.1 


Nocardiace 
NR_024973.1 


eae; 
ref 


eae; Nocardiace 
ref|NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref |NR_024968.1 
uence 250240 
nellales; Legion 
ref |NR_024956.1 
94 2514560 Xylani 
ococcineae; 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto 


ref |NR_024937.1 
ceae; 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref |NR_024913.1 
lomonas persica 
; Cellulomonadac 


gi| 219857259 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 


77 2410105 Streptomonospora salina 
Streptos : 


Nocardiopsaceae; 


Methylosarcina 
0 Methylosarcina 


Methylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
a 


rcina. 
Rhodococcus 
2 Rhodococcus 


Corynebacterineae; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 
ae; 


Nocardia. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
ae; 


Rhodococcus. 
Legionella waltersii 
ella waltersii Bacteria; 


Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Streptomyces 
9 Streptomyces 
mycineae; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 


ref|NR_024890.1 
2608828 261032 


Amycolatopsis 
2 Amycolatopsis 


145098 Bacteria_16S 
strain DSM 43194 


145098 Bacteria_16S 
strain DSM 44262 


145098 Bacteria_16S 
strain CIP 103464 


145098 Bacteria_16S 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partial 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


Nocardioidaceae; 
145098 Bacteria_16S 
taberi strain DSM 


Saccharopolyspora. 
145098 Bacteria_16S 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 


spinosa Bacteria; 
Pseudonocardiaceae; 
145098 Bacteria_16S 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
145098 Bacteria_16S 
strain MS1-3 16S 


145098 Bacteria_16S 
strain IFM 10088 


145098 Bacteria_16S 
silvatica strain 


145098 Bacteria_16S 


2611461 2611394 37 


2612988 2612921 37 


2640576 2640509 37 


2657251 2657184 37 


2667637 2667570 37 


2669152 2669085 37 


Saccharopolyspora. 
2670686 2670619 37 


2678257 2678190 37 


2688756 2688689 37 


2693217 2693150 37 


Planotetraspora. 
2705232 2705165 37 


103 


103 


103 


103 


103 


103 


103 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


103 


103 


103 


gi 
16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


gi 


43856 16S ribosomal RNA, partial sequence 26665 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


Streptosporangineae; 


gi 
26 


gi 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangiaceae; 


gi 


kitasatonis strain JCM 1039 16S ribosomal RNA, partial 


kitasatonis Bacteria; 


145098 Bacteria_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Firmicutes; 
2720229 2720162 37 


Nocardiaceae; Nocardia. 


145098 Bacteria_16S 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


145098 Bacteria_16S 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 


2724815 2724748 37 


2751560 2751493 37 


Streptosporangiaceae; Microtetraspora. 


145098 Bacteria_16S 
sphaerica strain 


145098 Bacteria_16S 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27549 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
145098 Bacteria_16S 
terrae strain IFO 


Actinokineospora. 
145098 Bacteria_16S 
strain IFO 16295 


145098 Bacteria_16S 
venezuelae strain 


2753054 2752987 37 


Planomonospora. 


2754550 2754483 37 


2760615 2760548 37 


2771126 2771059 37 


2772666 2772599 37 


Lactobacillales; 


103 


103 


103 


103 


103 


103 


103 


103 


Lactobacillace 


gi 


gi 


gi 


gi 


JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangiaceae; 


gi 


Streptosporang 


gi 


15668 16S ribosomal RNA, partial sequence 27595 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; A 


gi 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


JCM 4526 16S ribosomal RNA, partial sequence 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
145098 Bacteria_16S 


Streptomyces. 


2774201 2774134 37 


103 


gi 


219857258 


219857257 


16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219857231 


219857219 


219857212 


219857211 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219857210 


219857204 
77198 26786 


219857197 


219857193 


219857185 
sequence 


219857175 
sequenc 


Actino: 


219857172 


219857152 


Actinomy 


219857151 


219857150 


219857146 


219857137 


219857136 


219857135 


sequence 
Actinomycetales; 


Actinomycetales; 


ref|NR_024889.1 


ref 


NR_024888.1 


ref |NR_024859.1 


2639512 2640976 Mycoba 


ref |NR_024847.1 


ref|NR_024840.1 


ref|NR_024839.1 


ref |NR_024838.1 
87 Microbispora 


ref|NR_024832.1 


ref|NR_024825.1 
eae; 
ref|NR_024821.1 

2692168 269363 
ales; 


ref|NR_024813.1 

2704122 270562 
ae; 
ref |NR_024803.1 
e 2719156 272065 
mycetales; Coryn 
ref |NR_024800.1 
neae; Micromonos 
ref |NR_024780.1 

2750506 275194 
cetales; Strepto 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


ref|NR_024778.1 


ineae; Streptosp 
ref|NR_024774.1 
56 2761026 Actino 


ref|NR_024765.1 
eae; Nocardiacea 
ref|NR_024764.1 

2771601 277308 
Streptomy 


ref 


Pseudonocar 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Amycolatopsis alba 
alba Bacteria; 


Mycobacterium alvei 


Nocardioides 


2656189 2657663 Nocardioides 
Propionibacterineae; 


Saccharopolyspora 


99 2668066 Saccharopolyspora taberi 
Pseudonocardineae; Pseudonocardiaceae; 


Saccharopolyspora 


2668117 2669581 Saccharopolyspora 
Pseudonocardineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 
Planotetraspora 
9 Planotetraspora 


Streptosporangineae; 


Lactobacillus 
7 Lactobacillus 


Lactobacillus. 


Nocardia 
4 Nocardia 
ebacterineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Microtetraspora 

9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 


rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 
Actinokineospora 
kineospora terrae 


ctinosynnemataceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Streptomyces 
3 Streptomyces 
cineae; 


NR_024763.1 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomycetaceae; 


Streptomyces. 


diaceae; Amycolatopsis. 


cterium alvei Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Microbispora mesophila 
mesophila Bacteria; 
Streptosporangiaceae; 


Streptomyces peucetius 


145098 Bacteria_16S 


strain JCM 4662 1 


rectilineatus Bac 


2775739 2775672 37 


2777276 2777209 37 


Streptomyces. 
2783253 2783170 19 


2796680 2796613 37 


Micromonosporaceae; Actinoplanes. 


145098 Bacteria_16S 


strain IFO 12513 
strain IFO 13911 


strain IFO 14915 


strain IFO 12512 


derwentensis stra 
derwentensis Bact 


2799723 2799656 37 


2801246 2801179 37 


2802767 2802700 37 


2804288 2804221 37 


2805810 2805743 37 


Micromonosporaceae; Actinoplanes. 


145098 Bacteria_16S 2 
in IFO 14913 16S ribosomal RNA, partial 
7 


consettensis stra 
consettensis Bact 


2807332 2807265 37 


Micromonosporaceae; Actinoplanes. 


145098 Bacteria_16S 2 
in IFO 12511 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


campanulatus stra 
campanulatus Bact 


2808854 2808787 37 


Micromonosporaceae; Actinoplanes. 


145098 Bacteria_16S 
in JCM 10604 16S ribosomal RNA, partial 
eria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


145098 Bacteria_16S 2 
ain JCM 3167 16S ribosomal RNA, partial 
e; 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


145098 Bacteria_16S 


strain JCM 3166 1 


Planobispora. 


145098 Bacteria_16S 


parontospora subs 


Actinomycetales; 


145098 Bacteria_16S 


strain JCM 9312 1 


Catenuloplanes. 


145098 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


145098 Bacteria_16S 


strain IMC S-0802 


strain MK703-102F 


2817907 2817824 21 


2819388 2819321 37 


eae; Planomonospora. 


2820881 2820814 37 


2822375 2822308 37 
p- 


Streptosporangineae; 
2829958 2829891 37 


2831458 2831391 37 


; Streptomyces. 
2832996 2832929 37 


2834531 2834464 37 


Bacteria; 


Firmicutes; 


2842165 2842098 37 


Clostridia; 


6S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 
albofaciens strai 
albofaciens Bacte 
Streptomycetaceae; 
145098 Bacteria_16S 
strain B3-1 16S r 
Proteobacteria; G 
145098 Bacteria_16S 
rectilineatus str 


n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 


ain IFO 13941 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
145098 Bacteria _16S 
16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
145098 Bacteria _16S 
16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
145098 Bacteria _16S 
16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
145098 Bacteria_16S 

in IFO 14935 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


eria; Actinobacteria; Actinobacteridae 


teria; Actinobacteria; Actinobacterida 


6S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangiaceae; 


6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


n M338-M1 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 
1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
145098 Bacteria_16S 
fermentans strain R-9 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


103 gi|219857133|ref|NR_024761.1 


103 219857132 
sequence 


Actinomycetales; 


gi ref|NR_024760.1 


101 gi|219857128|ref|NR_024756.1 


103 gi|219857119|ref|NR_024747.1 


Actinomycetales; 


103 gi|219857117|ref|NR_024745.1 


103 gi|219857116|ref|NR_024744.1 


103 gi| 219857115 |ref|NR_024743.1 


103 gi|219857114|ref|NR_024742.1 


103 219857113|ref|NR_024741.1 
2804752 280622 


Actinomycetales; 


gi 


103 gi|219857112|ref|NR_024740.1 
sequence 2806275 280774 
Actinomycetales; 

103 gi|219857111|ref|NR_024739.1 
sequence 2807796 280926 


Actinomycetales; 


103 219856912 


sequence 


ref |NR_024733.1 
2816799 281828 


gi 


103 gi|219856911|ref|NR_024732.1 
sequence 2818334 281977 
Actinomycetales; Strept 
103 gi|219856910|ref|NR_024731.1 


Streptosporangineae; Streptosp 


103 gi|219856909|ref|NR_024730.1 


partial sequen 
antibiotica Bacteria; Actinobacteria; 
Planomonospora. 


103 219856904|ref|NR_024725.1 


gi 


Micromonos 


103 gi|219856903|ref|NR_024724.1 

2830390 283187 
Actinomycetales; 
103 219856902|ref|NR_024723.1 
2831928 2833415 Strept 
Streptomycineae; Streptomyceta 

gi|219856901|ref|NR_024722.1 
2833466 2834941 Nocard 


Nocardiacea 


gi 


103 


103 gi 


Streptomyces platensis 


platensis Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 


2776208 2777696 Streptomyces 
Streptomycineae; 


Thiothrix disciformis 


2782197 2783612 Thiothrix disciformis Bacteria; 


Actinoplanes 


sequence 2795622 2797094 Actinoplanes 
Micromonosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes italicus 


italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes humidus 


humidus Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes digitatis 


digitatis Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Actinoplanes 
5 Actinoplanes 


Micromonosporineae; 


Actinoplanes 
7 Actinoplanes 


Micromonosporineae; 


Coprobacillus 
3 Coprobacillus 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Halanaerobium 


219856896 |ref|NR_024715.1 
2841063 2842500 Halana 
Halanaerobiaceae; 


erobium fermentans 


Halanaerobium. 


145098 Bacteria_16S 


saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 
saccharophila Bacteria; 


145098 Bacteria_16S 


capillaceus strain K95-5561 16S ribosomal RNA, partial 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; 
145098 Bacteria_16S 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


145098 Bacteria_16S 


cyanogriseus strain IFO 14455 16S ribosomal RNA, partia 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 


Pseudonocardiaceae; 
145098 Bacteria_16S 


2849852 2849785 37 


Proteobacteria; 
2891571 2891504 37 


Actinoplanes. 
2906744 2906677 37 


2938595 2938528 37 


Actinoalloteichus. 
2940114 2940047 37 


103 


Betaproteobacteria; 


103 


103 


103 


103 


IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


145098 Bacteria_16S 


aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; 
145098 Bacteria_16S 
ochraceum strain 


Micromonosporaceae; 
145098 Bacteria_16S 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 
collinoides Bacteria; 


145098 Bacteria_16S 
strain IFO 16068 


145098 Bacteria_16S 
antarctica strain 


Nocardioidaceae; 
145098 Bacteria_16S 


citronellolis strain DSM 50332 16S ribosomal RNA, partial 
citronellolis Bacteria; 


Pseudomonas. 
145098 Bacteria_16S 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
145098 Bacteria_16S 


thermolineatus strain A1484 16S ribosomal RNA, partial 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
145098 Bacteria_16S 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
145098 Bacteria_16S 


strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


145098 Bacteria_16S 


wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial seq 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
145098 Bacteria_16S 
strain IFO 15059 


145098 Bacteria_16S 
strain LS-13 16S 
Proteobacteria; 

145098 Bacteria_16S 
strain 441-1 16S 
Proteobacteria; 

145098 Bacteria_16S 
fornicalis strain 
fornicalis Bacteria; 
145098 Bacteria_16S 


2941635 2941568 37 


Virgisporangium. 
2943151 2943084 37 


Virgisporangium. 

2946253 2946186 37 
Firmicutes; 
2955236 2955169 37 
2970400 2970333 37 
2973457 2973390 37 


Proteobacteria; 


2978037 2977970 37 


2979569 2979502 37 


2981104 2981037 37 


2985693 2985626 37 


2987215 2987148 37 


2988741 2988674 37 


2991808 2991741 37 


2993298 2993231 37 


3010042 3009975 37 


Firmicutes; 
3023601 3023534 37 


103 


103 


YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


Lactobacillales; 


103 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


103 


AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


103 


Gammaproteobacteria; 


103 


103 


103 


103 


103 


103 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


103 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


103 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; 


103 


TV1018 16S ribosomal RNA, partial sequence 
Lactobacillales; 


103 


gi|219856891 


219856862 
sequence 


gi 


gi|219856852 


nebacterineae; Williamsiaceae; 
gi|219856831|ref|NR_024650.1 

1 sequence 

, 


gi| 219856830 
2939058 29405 
gi| 219856829 


gi| 219856828 


gi| 219856826 


Lactobacillaceae; 


gi| 219856820 


gi|219846944 
Actinomyce 
219846941 


sequenc 
Pseu 


gi 
gi| 219846938 
Actinomyc 
219846937 


sequence 
Actino: 


gi 
gi| 219846936 
Actino: 


gi| 219846933 


gi|219846932 
Actin 


gi| 219846931 


gi| 219846929 
2990709 29921 


gi| 219846928 
2992209 29936 


gi|219846917 


Lactobacillaceae; 


Burkholderiales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_024710.1 


ref|NR_024681.1 


ref |NR_024671.1 


ref|NR_024649.1 


ref|NR_024648.1 
2940579 294204 


ref |NR_024647.1 
2942098 294356 
Micromonos 


ref |NR_024645.1 
2945130 294667 


ref|NR_024639.1 


ref|NR_026536.1 
2969338 297081 
tales; Propionib 


ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref |NR_026530.1 
2976976 297845 
etales; 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


ref |NR_026528.1 

2980041 298152 
mycetales; Strep 
ref|NR_026525.1 
eae; Nocardiacea 
ref|NR_026524.1 
uence 298615 
omycetales; Cory 


ref |NR_026523.1 


Gordoniacea 
NR_026521.1 


eae; 
ref 


Fluoribacter. 
NR_026520.1 


e; 
ref 


Legionella. 

ref|NR_026509.1 
3008942 301036 
Lactobacillus 


gi| 219846908 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 


Pelomonas 


2848765 2850266 Pelomonas 
Comamonadaceae; 


Pelomonas. 
Actinoplanes 


2890502 2891958 Actinoplanes 
Micromonosporineae; 


Williamsia maris 


2905666 2907143 Williamsia maris Bacteria; 


Williamsia. 
Actinoalloteichus 


2937540 2939007 Actinoalloteichus 


Actinomycetales; Pseudonocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Virgisporangium 
7 Virgisporangium 


Micromonosporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Lactobacillus 
8 Lactobacillus 


Lactobacillus. 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
Gordoniaceae; 


Gordonia. 
Friedmanniella 
0 Friedmanniella 
acterineae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 


tomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Fluoribacter gormanii 


58 Fluoribacter gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Lactobacillus 
2 Lactobacillus 


ref|NR_026500.1 
3022528 302398 


Gordonia 
4 Gordonia 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; Gordonia. 
145098 Bacteria_16S 3040329 3040262 37 
strain HKI 0136 1 


145098 Bacteria_16S 3051012 3050909 1 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial 
Deltaproteobac 


sulfodismutans Bacteria; 
Desulfovibrio. 
145098 Bacteria_16S 


Proteobacteria; 


3063211 3063144 37 


mediterraneus strain CH-B427 16S ribosomal RNA, partial 
mediterraneus Bacteria; Proteobacteria; Alphaproteobact 


Sulfitobacter. 
145098 Bacteria_16S 
propionica strain 
Bacteria; 
145098 Bacteria_16S 


3081139 3081072 37 


3085736 3085669 37 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteri 


Paracoccus. 


145098 Bacteria_16S 3087181 3087114 37 


Paracoccus. 
145098 Bacteria_16S 3105160 3105093 37 
strain ATCC 25470 16S ribosomal 


145098 Bacteria_16S 3112603 3112536 37 


halotolerans DSM 11383 16S ribosomal RNA, partial sequenc 
Deltaproteobacteria; Desulfobac 


Bacteria; Proteobacteria; 
145098 Bacteria_16S 3138145 3138078 37 
deleyianum strain 
Sulfurospirillum 
Campylobacteraceae; Sulfurospirillum. 
145098 Bacteria_16S 3144192 3144125 37 
pontiacus ChLG-10 16S ribosomal 
Bacteria; Proteobacteria; 
145098 Bacteria_16S 3162520 3162453 37 
heliothermus strain EL-2 
heliothermus Bacteria; 
Antarctobacter. 
145098 Bacteria_16S 
strain CE2203 16S 
Proteobacteria; 
145098 Bacteria_16S 


3173138 3173071 37 


3203592 3203525 37 


103 


103 


103 


103 


U-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurel 


103 


103 


103 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


103 


103 


RNA, partial sequence 
Alphaproteobacteria; Rhodobacte 


103 


103 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chroma 


103 


strain DG-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
145098 Bacteria_16S 


Clostridia; 
3212604 3212537 37 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacte 


Helicobacter. 
145098 Bacteria_16S 


3236885 3236818 37 


griseocarneus strain DSM 40004 16S ribosomal RNA, complet 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 3250428 3250361 37 


145098 Bacteria_1 
strain DSM 43311 


6S 3251928 3251861 37 


Microtetraspora. 
145098 Bacteria_1 
strain DSM 43764 


6S 3253433 3253366 37 


Actinomadura. 
145098 Bacteria_1 
strain DSM 43067 


6S 3254931 3254864 37 


Actinomadura. 
145098 Bacteria_16S 


3256438 3256371 37 


103 


103 


103 


103 


103 


103 


103 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


Streptomycineae; 
219846847 


gi 


gi 


gi 


gi 


gi 


gi 


Ss 
gi 


gi 


gi 


Strept 
gi 


Strept 
gi 
Strept 
gi 


Strept 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219846888 
sequence 


teria; 


219846880 
sequence 
eria; 


219846868 


219846865 


219846864 
denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


219846852 


219846830 
Spirillum 5175 16S ribosomal RNA, parti 


219846826 


219846814 
19 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteri 


219846806 
3172065 31735 


219846786 
3202501 32039 
Clostridiales; Veillonellaceae; 
219846780 


219846763 


219846754 
strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846752 
16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846751 
16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_026488.1 


ref |NR_026480.1 
3049889 305136 
Desulfovibrionales; 


ref|NR_026472.1 
3062186 306360 
Rhodobacterales; 


ref|NR_026460.1 
3080033 3081558 Desulf 
lales; Desulfurellaceae; 
ref|NR_026457.1 
sequence 3084717 308611 
a; Rhodobacterales; 


ref|NR_026456.1 

3086162 308755 
Rhodobacterales; 
ref|NR_026444.1 
31040 


ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026422.1 
al sequence 313708 


e 31115 
terales; 


ref|NR_026418.1 
69 3144565 Sulfit 
Rhodobacteraceae; 
ref|NR_026406.1 
161511 316291 
Rhodobacterales; 


31431 
rales; 


w 


a; 
ref|NR_026398.1 


Thiorhodococcus 
ref |NR_026378.1 


tiaceae; 


poromusa. 
ref|NR_026372.1 
sequence 3211554 321297 
ria; Campylobacterales; 


ref|NR_026355.1 
e sequence 3235806 323732 
Actinomycetales; Strept 
ref|NR_026346.1 
osporangineae; Streptosp 
ref|NR_026345.1 


osporangineae; Streptosp 


ref|NR_026344.1 
osporangineae; Thermomon 
ref |NR_026343.1 


osporangineae; Thermomon 


gi 


219846750 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 
Gordoniaceae; 


Gordonia. 
Desulfovibrio 

7 Desulfovibrio 
Desulfovibrionaceae; 


Sulfitobacter 
0 Sulfitobacter 


Rhodobacteraceae; 


Desulfurella 

urella propionica 
Desulfurella. 
Paracoccus 

1 Paracoccus 


Rhodobacteraceae; 


Paracoccus 
6 Paracoccus 


Rhodobacteraceae; 


Streptomyces lydicus 


98 3105578 Streptomyces lydicus Bacteria; 
Streptomycetaceae; 


Streptomyces. 

Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Sulfurospirillum 

4 3138514 


deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 


Rhodobacteraceae; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Streptomyces 
0 Streptomyces 


omycineae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


ref|NR_026342.1 
3255372 325683 


Nocardiopsis 
2 Nocardiopsis 


lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Nocardiopsis. 
145098 Bacteria_16S 3257951 3257884 37 
strain DSM 40297 
Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 3259463 3259396 37 103 
strain DSM 43377 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
145098 Bacteria_16S 3260973 3260906 37 103 gi 
dassonvillei subsp. albirubida strain DSM 40465 16S rib 
Nocardiopsis dassonvillei subsp. 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
145098 Bacteria_16S 3267018 3266951 37 103 gi 
strain LLAP12 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionel 
145098 Bacteria_16S 3268436 3268369 37 103 gi 
strain L2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Leg 
145098 Bacteria_16S 3269975 3269908 37 103 gi 
strain Feox-1 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Le 
145098 Bacteria_16S 3321738 3321671 37 103 gi 
strain DSM 44140 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
145098 Bacteria_16S 3324794 3324727 37 103 gi 
vinaceum strain DSM 43823 16S ribosomal RNA, partial se 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Micromonosporaceae; Dactylosporangium. 
145098 Bacteria_16S 3326321 3326254 37 103 gi 
roseum strain DSM 43916 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Dactylosporangium. 
145098 Bacteria_16S 3327842 3327775 37 103 gi 
matsuzakiense strain DSM 43810 16S ribosomal RNA, parti 
matsuzakiense Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; Dactylosporangium. 
145098 Bacteria_16S 3329361 3329294 37 103 gi 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Dactylosporangium. 
145098 Bacteria_16S 
strain DSM 43040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 3332417 3332350 37 103 gi 


103 gi 


Stre 
gi 


3330889 3330822 37 103 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 3333912 3333845 37 103 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 3335406 3335339 37 103 gi 
brasiliensis strain DSM 43805 16S ribosomal RNA, partia 
brasiliensis Bact 
Micromonosporaceae; Actinoplanes. 

145098 Bacteria_16S 3338411 3338344 37 103 gi 
parafortuitum strain DSM 43528 16S ribosomal RNA, parti 
parafortuitum Bacteria; Actinobacteria; Actinobacterida 
Mycobacteriaceae; Mycobacterium. 

145098 Bacteria_16S 3339923 3339856 37 103 gi 
austroafricanum strain ATCC 33464 16S ribosomal RNA, pa 
austroafricanum Bacteria; Actinobacteria; Actinobacteri 
Mycobacteriaceae; Mycobacterium. 

145098 Bacteria_16S 3341447 3341380 37 
DSM 803 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Micromonospora. 

145098 Bacteria_16S 3342974 3342907 37 103 gi 
thailandense DSM 43158 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Dactylosporangium. 

145098 Bacteria_16S 3344493 3344426 37 103 gi 
inositola DSM 43819 16S ribosomal RNA, partial sequence 


103 gi 


eria; Actinobacteria; Actinobacteridae; 


pt 


pt 
Os 


No 


la 


io 


pt 


ne 


qu 


ti 


en 
al 


al 
e; 


en 
al 


1 


v 


al 
e; 


rt 
da 


nc 
al 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
osporang 
219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
osporang 
219846747 
omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 
cardiops 
219846743 
3265947 32672 
les; 
219846742 
3267345 32688 
nellacea 
219846741 
3268876 32703 
othrix. 
219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
bacterin 
219846702 
ence 
nomyceta 


219846701 


ce 
es; 


219846700 
sequenc 
Actinomycet 


219846699 


ce 
es; 


219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
omonospori 
219846697 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 33328 
omonospori 
219846696 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
omonospori 
219846695 
sequence 
Actinomy 


219846693 
sequenc 
Actinomycet 


219846692 
ial sequ 


e; 


219846690 
3340376 3341852 Micro 
omonospori 


219846689 


e 
es; 


219846688 


Streptos 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
partial sequen 


is. 


ref |NR_026335.1 


ione 
ref 


Leg llaceae; Leg 


NR_026334.1 


e; L 
ref 


egionella. 
NR_026333.1 


ref |NR_026297.1 
eae; Gordoniacea 
ref|NR_026294.1 

3323723 332519 
les; Micromonosp 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


33252 
Micr 


ref |NR_026292.1 
e 3326771 332823 
ales; Micro 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


33282 
Micr 


ref|NR_026290.1 


; Micromonos 
NR_026289.1 


neae 
ref 
neae; Micromonos 
ref |NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref |NR_026287.1 

3334351 333579 
cetales; Micromo 


ref|NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref 
ence 
omyc 


NR_026284.1 

333886 
Actin etales; Cory 
ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


v 


ref |NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


33419 
Micr 


ref|NR_026280.1 
3343422 3344899 Microm 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Micromonospora 
onospora inositola 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


145098 Bacteria_16S 


aurantiaca DSM 43 


Bacteria; Actinob 


Micromonospora. 


145098 Bacteria_16S 


halophytica DSM 4 


Bacteria; Actinob 


Micromonospora. 


145098 Bacteria_16S 


coerulea DSM 4314 


Bacteria; Actinob 


Micromonospora. 


145098 Bacteria_16S 
longisporum strai 
longisporum Bacte 


Streptosporangiac 


145098 Bacteria_16S 
claviforme strain 
claviforme Bacter 


Streptosporangiac 


145098 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


145098 Bacteria_16S 


album strain DSM 


Bacteria; Actinob 
Streptosporangium. 
145098 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


145098 Bacteria_16S 


marinum DSM 5261 
Proteobacteria; 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


145098 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


145098 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


145098 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


145098 Bacteria_16S 


strain DSM 43205 


strain : DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
145098 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


145098 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


145098 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


G 
145098 Bacteria_16S 


3346021 3345954 37 103 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 
al 


3347547 3347480 37 103 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3349073 3349006 37 103 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3367552 3367485 37 103 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3369052 3368985 37 103 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3370548 3370481 37 103 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3372047 3371980 37 103 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


s 


se 
Ac 


ue 
in 


nc 
al 


3381211 3381144 37 103 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3388817 3388750 37 103 gi 


al 


ammaproteobacteria; Chromatiales; Chro 
3416051 3415948 1 103 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


ma 


al 


3420495 3420428 37 103 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


en 
na 
3448516 3448449 37 103 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3450083 3450016 37 103 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


s 
Ac 


v 


al 


3472982 3472915 37 103 


gi 
ne 
3474517 3474450 37 
16S ribosomal RNA, 


103 gi 
complete sequence 
ne 
3477566 3477499 37 103 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3485062 3484995 37 


al 
e; 
103 gi 
Stre 
3486629 3486562 37 103 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3491257 3491190 37 103 gi 
DSM 40221 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 


pt 


s 
A 


, 


se 
Ac 


, 


145098 Bacteria_16S 


219846687 


219846686 


219846685 


219846672 
Actinomyc 


219846671 


219846670 


219846669 


219846662 
219846653 
16S ribosomal RNA, partial sequence 3387742 33891 


219846634 


219846631 


219846611 


219846610 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


145098 Bacteria_16S 219846593 


219846591 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


145098 Bacteria_16S 219846585 


219846582 


33449 


es; Micr 


33464 


es; Micr 


33480 


es; Micr 


equence 


quence 
tinomyce 


nce 
omycetal 


e 
es; 


33709 
Stre 


33801 


es; Cory 


tiaceae; 


34149 


es; Micr 


ce 34194 
dales; P 


equence 
tinomyce 


34490 
Stre 


es; 
bacterin 


34734 
bacterin 


sequenc 
Actinom 


omycinea 
equence 


ctinomyc 


quence 
tinomyce 


3492795 3492728 37 103 


gi 


219846581 


ref|NR_026279.1 


omonosporineae Hi 


ref|NR_026278.1 


omonosporineae Hi 


ref |NR_026277.1 


omonosporineae; 
NR_026264.1 
3366504 336795 
etales; Streptos 


ref|NR_026263.1 
3368004 336944 
tales; Streptosp 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026245.1 


Rhabdochromatiu 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 
ref |NR_026186.1 
eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ycetales; Coryne 


ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


ref|NR_026174.1 
3490176 349169 
tales; Streptomy 


chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 


Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 


Micromonosporaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 


Micromonosporaceae; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 

Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 

Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 
ycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


ref|NR_026173.1 
3491744 349320 


Mycobacterium 
9 Mycobacterium 


chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
145098 Bacteria_16S 3494342 3494275 37 
municipale strain 


103 gi 


DSM 44069 16S ribosomal RNA, partial 


municipale Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Thermocrispum. 
145098 Bacteria_16S 3590196 3590129 37 
strain Anox B 16S 


145098 Bacteria_16S 
hiberniae strain 


3608572 3608505 37 


Mycobacteriaceae; Mycobacterium. 
145098 Bacteria_16S 3617655 3617588 37 
komossense strain 


Mycobacterium. 
145098 Bacteria_16S 
strain ATCC 43910 


3637075 3637008 37 


Mycobacterium. 
145098 Bacteria_16S 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 3640166 3640099 37 


3638614 3638547 37 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequ 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 3647770 3647703 37 


strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


145098 Bacteria_16S 3679940 3679873 37 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 


Rickettsia; spotted fever group. 
145098 Bacteria_16S 3713012 3712945 37 


auranticolor strain 253 16S ribosomal RNA, partial sequence 37119 
Actinobacteridae; Actinomycetales; 


Bacteria; Actinobacteria; 
Actinoplanes. 


145098 Bacteria_16S 3714473 3714406 37 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


philippinensis Bacteria; 
Micromonosporaceae; 
145098 Bacteria_16S 


Actinoplanes. 
3717426 3717359 37 


strain E-37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


145098 Bacteria_16S 
hassiacum strain 


3722015 3721948 37 


Mycobacterium. 


145098 Bacteria_16S 3725067 3725000 37 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


103 gi 
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ATCC 9874 16S ribosomal RNA, partial sequence 
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Ko2 16S ribosomal RNA, partial sequence 
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3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


103 gi 


verrucosospora strain A-184 16S ribosomal RNA, partial 


verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3726529 3726462 37 


Thermomonosporaceae; 
145098 Bacteria_16S 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3727981 3727914 37 


Thermomonosporaceae; 
145098 Bacteria_16S 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
145098 Bacteria_16S 
luteofluorescens 
luteofluorescens 
Thermomonosporaceae; 
145098 Bacteria_16S 
libanotica strain 


3729435 3729368 37 
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gi 
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ref 
ycet 
ref 
inea 
ref 
nomy 


ref 


ref 
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02 3637503 Mycob 
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3678896 36803 
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NR_026086.1 


NR_026073.1 


NR_026072.1 


NR_026071.1 


NR_026065.1 
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iales; 
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NR_026016.1 
ste 
e; 
NR_026011.1 


NR_026009.1 
tales; 
NR_026008.1 
ales; 
NR_026007.1 
e; 
NR_026006.1 
cetales; 
NR_026005.1 


Ss; 


NR_026004.1 


Sagittula. 


Thermocrispum 


88 Thermocrispum 
Pseudonocardineae; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Mycobacterium 


20 Mycobacterium 


Mycobacterium 


acterium komossense 
nebacterineae; Mycobacteriaceae; 


Mycobacterium duvalii 


acterium duvalii 
nebacterineae; Mycobacteriaceae; 


Streptomyces 


53 Streptomyces 
Streptomycineae; 


Streptomyces 


3639104 3640605 Streptomyces 
Actinomycetales; 


Streptomycineae; 


Helicobacter salomonis 
salomonis Bacteria; 


Helicobacter. 


Rickettsia 


23 Rickettsia 
Rickettsiaceae; 


Rickettsieae; 


Actinoplanes 


82 3713392 Actinoplanes auranticolor 


Micromonosporaceae; 


Actinoplanes 


3713443 3714853 Actinoplanes 
tales; Micromonosporineae; 


Sagittula stellata 
llata Bacteria; 


Mycobacterium 


acterium hassiacum 
cterineae; Mycobacteriaceae; 


Actinomadura 


50 Actinomadura 
Streptosporangineae; 


Actinomadura 


06 Actinomadura 
Streptosporangineae; 


Actinomadura macra 


macra Bacteria; 
Thermomonosporaceae; 


Actinomadura 


18 Actinomadura 
Streptosporangineae; 


Actinocorallia 


72 Actinocorallia 
Streptosporangineae; 


Actinomadura coerulea 


strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


145098 Bacteria_16S 3733810 3733743 37 103 gi|219846412|ref|NR_026003.1]| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

145098 Bacteria_16S 3735269 3735202 37 103 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

145098 Bacteria_16S 3736728 3736661 37 103 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 


strain IFO 14097 


strain IFO 14525 


strain IFO 14345 


Stre 


3738188 3738121 37 103 gi 


Stre 


3739652 3739585 37 103 gi 


pt 


pt 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 


osporang 
219846409 
16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 


osporang 
219846408 
16S ribosomal RNA, partial sequence 3738628 37400 


inea 
ref 


e; 
NR_026000.1 


inea 
ref 


e; Streptos 
NR_025999.1 


14 Nonomuraea spiralis Bacteria; 
Streptosp 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
Pp 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
145098 Bacteria_16S 3741117 3741050 37 103 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

145098 Bacteria_16S 3742581 3742514 37 103 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

145098 Bacteria_16S 3744042 3743975 37 103 gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea 


strain IFO 14094 


strain 104 


strain IFO 13155 


strain IFO 14745 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
145098 Bacteria_16S 3781660 3781593 37 103 gi|219846376|ref|NR_025967.1 
strain RB 16S ribosomal RNA, partial sequence 3780594 37820 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

145098 Bacteria_16S 3798219 3798152 37 103 gi|219846364|ref|NR_025955.1 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 37986 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cyclocla 
145098 Bacteria_16S 3821089 3821022 37 103 gi| 219846349 |ref|NR_025940.1 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 382000 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
Helicobacter. 

145098 Bacteria_16S 3827199 3827132 37 103 gi| 219846345 |ref|NR_025935.1 


strain CS1 16S ri 


Proteobacteria; E 


145098 Bacteria_16S 


hominis strain 65 
Bacteria; 


Rickettsia; 
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strain Mtul 16S r 


Proteob 
145098 Bacteria_16S 
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Proteob 
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145098 Bacteria_16S 


Stre 
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ibosomal RNA, partial sequence 
Stre 


gi 


pt 


3746969 3746902 37 103 


Stre 
gi 


pt 


3748432 3748365 37 103 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3828758 3828691 37 103 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3846804 3846737 37 103 gi 
in 3-7-6 16S ribosomal RNA, complete s 
eria; Proteobacteria; Alphaproteobacte 
ed fever group. 

3848294 3848227 37 103 gi 
1 16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Ricketts 
up. 


Ss; 


ct 


eq 
ri 


ia 


3849784 3849717 37 103 
ibosomal RNA, partial sequence 


gi 


Heli 


38 
erial 


uence 


a; Ri 


38 
les; 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 
16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 


osporang 
219846404 
3744485 37458 
osporang 
219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 


osporang 
219846402 
16S ribosomal RNA, partial sequence 3747408 37488 


3826129 38276 


cob 


219846344 


276 
es; 


219846331 


cke 


219846330 


472 
Ric 


219846329 
3848728 38501 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 
145098 Bacteria_16S 3854344 3854277 37 103 gi| 219846326 


strain SS-1 16S r 


ibosomal RNA, partial sequence 


inea 
ref 


e; Streptosp 
NR_025995.1 


inea 
ref 


e; Streptosp 
NR_025994.1 


inea 
ref 


e; Streptosp 
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acteraceae; Heli 
ref |NR_025934.1 
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Cardiobacteriac 
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3845748 384718 
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ref |NR_025920.1 
38 3848677 Ricket 
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ref |NR_025919.1 


e; Rickettsieae; 


ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 

Helicobacter 

8 3821492 Helicobacter 
elicobacteraceae; 


Helicobacter felis 


02 Helicobacter felis Bacteria; 


cobacter. 
Cardiobacterium 
bacterium hominis 

eae; Cardiobacterium. 
Rickettsia 

7 Rickettsia 

tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


NR_025916.1 


Leptothrix discophora 


3853246 3854730 Leptothrix discophora Bacteria; 


145098 Bacteria_16S 3900393 3900326 37 103 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

145098 Bacteria_16S 3901848 3901781 37 103 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

145098 Bacteria_16S 3918322 3918255 37 103 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 

145098 Bacteria_16S 3919876 3919809 37 103 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 3921457 3921390 37 103 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

145098 Bacteria_16S 3923038 3922971 37 103 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 3924618 3924551 37 103 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 3926199 3926132 37 103 gi| 219846277 |ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 3927779 3927712 37 103 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 3929360 3929293 37 103 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 3935298 3935231 37 103 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

145098 Bacteria_16S 3938219 3938152 37 103 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

145098 Bacteria_16S 3954432 3954365 37 103 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

145098 Bacteria_16S 3955869 3955802 37 103 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

145098 Bacteria_16S 3961908 3961841 37 103 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
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ref|NR_025792.1 
56 4032350 Glycom 
omycineae; Glyco 
ref|NR_025791.1 
01 4033899 Glycom 
omycineae; Glyco 
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Salinimonas 
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145098 Bacteria_16S 4039515 4039448 37 103 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

145098 Bacteria_16S 4051559 4051492 37 103 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

145098 Bacteria_16S 4062032 4061965 37 103 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
145098 Bacteria_16S 4075656 4075589 37 103 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 


strain AS 4.1860 


16S ribosomal RNA, partial sequence 4074613 40 


760 


23 Nocardia xishanensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

145098 Bacteria_16S 4110374 4110307 37 103 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
145098 Bacteria_16S 4116393 4116326 37 103 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

145098 Bacteria_16S 4127143 4127076 37 103 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 4167200 4167133 37 103 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

145098 Bacteria_16S 4168682 4168615 37 103 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

145098 Bacteria_16S 4190150 4190083 37 103 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

145098 Bacteria_16S 4202111 4202044 37 103 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 4203609 4203542 37 103 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
145098 Bacteria_16S 4205157 4205090 37 103 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

145098 Bacteria_16S 4211216 4211149 37 103 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

145098 Bacteria_16S 4218863 4218796 37 103 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

145098 Bacteria_16S 4234022 4233955 37 103 gi| 219846046 |ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
145098 Bacteria_16S 13019 12954 37 103 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

145098 Bacteria_16S 935174 935092 19 100 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
145098 Bacteria_16S 1010456 1010358 6 103 gi|265678371|ref|NR_028673.1| Shewanella algae 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

145098 Bacteria_16S 1137555 1137489 37 103 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

145098 Bacteria_16S 1205736 1205666 34 103 gi|228715355|ref|NR_027527.1| Collinsella stercoris 


DSM 13279 16S rib 


osomal RNA, partial sequence 


1204671 1206128 Collinsella stercoris DSM 13279 


Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

145098 Bacteria_16S 1262913 1262839 30 103 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 
strain CBS 107.95 16S ribosomal RNA, partial sequence 1261851 1263306 Dietzia natronolimnaea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 
145098 Bacteria_16S 1361529 1361463 37 103 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

145098 Bacteria_16S 2160722 2160636 19 103 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

145098 Bacteria_16S 2303530 2303444 18 103 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

145098 Bacteria_16S 2511151 2511089 37 98 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

145098 Bacteria_16S 2588353 2588287 38 103 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

145098 Bacteria_16S 2768093 2768019 30 103 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

145098 Bacteria_16S 3323281 3323195 18 103 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

145098 Bacteria_16S 3602533 3602467 37 103 gi| 219846505 |ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

145098 Bacteria_16S 3979450 3979364 18 103 gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 
strain NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 

145098 Bacteria_16S 94803 94718 19 103 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

145098 Bacteria_16S 137583 137510 31 103 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

145098 Bacteria_16S 155851 155766 19 103 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 165025 164940 19 103 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

145098 Bacteria_16S 201694 201601 11 103 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 


strain 22 16S rib 
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145098 Bacteria_16S 1223771 1223686 19 103 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

145098 Bacteria_16S 1448037 1447956 23 103 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 
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ctinobacteridae; Actinomycetales; Micr 
152714 152646 36 103 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
160455 160383 32 103 gi 
SM 20419 16S ribosomal RNA, partial se 


; Actinobacteria; Actinobacteridae; Ac 


Micr 
gi 


Micr 
gi 


184756 184688 36 
1 RNA, partial sequence 


103 gi 


110499 11199 


a. 
26567898 


122905 12429 
ococcineae 


26567897 


138055 13953 
ococcineae 


26567896 


139582 14105 
ococcineae 


26567896 
ce 
idiaceae; 
26567895 
quence 


26567894 


183663 185179 Clost 


15161 


tinomyceta 


4237042 4236957 19 103 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

11432 11364 36 103 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
rain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

31461 31393 36 103 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

35897 35829 36 103 gi|265679040|ref|NR_029348.1| Treponema 
ain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
teria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

51001 50933 36 103 gi|265679030|ref|NR_029338.1| Desulfovibrio 

All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

96372 96304 36 103 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
n Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

100964 100896 36 103 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 
ibosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
lales; Bacillaceae; Halobacillus. 

111590 111522 36 103 gi|265678988|ref|NR_029296.1| Treponema maltophilum 


2 Treponema maltophilum Bacteria; 

0|ref|NR_029288.1| Cellulomonas hominis 

8 Cellulomonas hominis Bacteria; 

; Cellulomonadaceae; Cellulomonas. 

ref|NR_029278.1| Sanguibacter suarezii 

1 Sanguibacter suarezii Bacteria; 

; Sanguibacteraceae; Sanguibacter. 

ref|NR_029277.1| Sanguibacter inulinus 

8 Sanguibacter inulinus Bacteria; 

; Sanguibacteraceae; Sanguibacter. 

ref|NR_029269.1| Clostridium 

7 153137 Clostridium propionicum 

Clostridium. 

ref|NR_029264.1 
159387 160848 

les; Micrococcin 


0 


9 


1 


6 Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 
0 Clostridium nexile DSM 


M 1787 Bacteria; 


ref 
ridi 


NR_029248.1 
um nexile DS 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 189427 189359 36 103 gi|265678937|ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 212543 212475 36 103 gi|265678921|ref|NR_029229.1| Clostridium baratii 


strain IP 2227 16 
Firmicutes; Clost 


145098 Bacteria_16S 


strain LC 1 16S r 


S ribosomal RNA, partial sequence 


211461 21296 


8 Clostridium baratii Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
244823 244755 36 103 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
ibosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

145098 Bacteria_16S 270255 270187 36 103 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 

polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

145098 Bacteria_16S 286929 286861 36 103 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 


strain 01008 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


cales; Aquificaceae; Aquifex. 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
291542 291474 36 103 gi 
ribosomal RNA, partial sequence 


285875 28729 


265678866 
290399 29196 


0 Mycoplasma testudinis Bacteria; 


ref|NR_029172.1| Aquifex pyrophilus 
2 Aquifex pyrophilus Bacteria; 


145098 Bacteria_16S 349484 349412 32 103 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

145098 Bacteria_16S 359745 359677 36 103 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

145098 Bacteria_16S 361291 361223 36 103 gi|265678814|ref|NR_029119.1| Nesterenkonia 


sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 


360205 361665 Nesterenkonia 


sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Nesterenkonia. 


145098 Bacteria_16S 
XILO1 16S ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
145098 Bacteria_16S 
strain RV-12x 16S ribosomal RNA, partial sequence 
Clostridia; 
145098 Bacteria_16S 


Firmicutes; 


strain AIP 354.02 
Firmicutes; Clost 


subsp. nitratus s 
cerinus subsp. ni 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


145098 Bacteria_16S 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


145098 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


strain R65 16S ri 
Proteobacteria; G 


strain NO-502 16S 
Bacteroidetes; Sp 


145098 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


145098 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


145098 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


145098 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


strain 111-35 16S 
Firmicutes; Clost 


histaminiformans 
histaminiformans 


145098 Bacteria_16S 


VKM Ac-1800 16S r 


strain SW-45 16S 


Proteobacteria; G 


strain ASpGl1 16S 
Spirochaetes; Spi 


145098 Bacteria_16S 
strain 19 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


145098 Bacteria_16S 


mexicanus strain 
Bacteria; 


trevisanii strain 


trevisanii Bacteria; 


377790 377718 32 
388511 388443 36 
394666 394598 36 
402331 402259 32 
train IMET 11532, 
Agromyces. 


427124 427056 36 


esterenkonia. 
430211 430143 36 


434880 434812 36 


493117 493049 36 


535868 535800 36 


hingobacteria; 
543490 543422 36 


Deferribacterales; 
571016 570948 36 


hingobacteria; 
632940 632872 36 


ridia; Clostridiales; 


658731 658663 36 


706865 706797 36 


735929 735861 36 


Bacteria; Firmicutes; 


756353 756281 32 


763925 763857 36 


793179 793111 36 


rochaetales; 
846653 846585 36 
ridia; Clostridiales; 
858640 858572 36 


869405 869337 36 
"WeeTee' 
Fusobacteria; 


145098 Bacteria_16S 
koreensis strain LM042 16S ribosomal RNA, partial sequence 


882708 882641 37 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
145098 Bacteria_16S 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; 
145098 Bacteria_16S 
ribosomal RNA, partial sequence 


osomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
145098 Bacteria_16S 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
145098 Bacteria_16S 
strain MR2 16S ribosomal RNA, partial 
Clostridia; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; 
145098 Bacteria_16S 
ribosomal RNA, partial sequence 
Spirochaetaceae; 


103 gi 


376697 378215 Agromyces 
obacteriaceae; 


103 gi 


Clostridiales; Veillonellaceae; 


103 gi 


16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
145098 Bacteria_16S 


103 gi 


16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Microbacteriaceae; 
145098 Bacteria_16S 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


103 gi 


103 gi 


103 gi 


103 gi 
103 gi 


103 gi 


Deferribacteraceae; 


Eubacteriaceae; 


265678803 


265678796 


387448 38884 
Veillonella. 


265678792 


265678787 


265678770 


265678768 


sequence 


265678765 


433793 43528 
s 


265678723 


492024 493535 Marinobacter 


265678695 


534808 53626 
Sphingobacteriales; Fle 


265678690 


542382 54390 
Deferribacter. 


39362 
Oribacterium. 


artial sequence 
obacteridae; Actinomycetales; Micrococcineae; 


1 sequence 
e; Actinomycetales; 


Actinomycetales; 


ref|NR_029108.1 
Agromyces. 


ref|NR_029101.1 


ref |NR_029097.1 


ref|NR_029092.1 


401266 


ref|NR_029070.1 
Shewanella. 
ref |NR_029028.1 
Marinobac 
ref|NR_029000.1 
Arcicella. 
ref|NR_028995.1 
0 Deferribacter 


Agromyces ulmi strain 


ulmi Bacteria; Actinobacteria; 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Oribacterium sinus 


6 394999 Oribacterium sinus Bacteria; 


Agromyces cerinus 
402730 Agromyces 


ref|NR_029075.1| Nesterenkonia 
426041 427535 Nesterenkonia 
Micrococcineae; 
ref|NR_029073.1| Nesterenkonia 
429128 430610 Nesterenkonia 


Micrococcineae; Micrococcaceae; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 
hewanellaceae; 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Arcicella aquatica 


7 Arcicella aquatica Bacteria; 
xibacteraceae; 


Deferribacter abyssi 
abyssi Bacteria; 


103 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
569932 571421 Pedobacter africanus Bacteria; 
Sphingobacteriaceae; Pedobacter. 

103 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
631874 633351 Acetobacterium tundrae Bacteria; 

Acetobacterium. 
103 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 


103 gi 


103 gi 
103 gi 
103 gi 
103 gi 


103 gi 


845553 84708 
Clostridiaceae; 


103 gi 


Lupl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfov 
145098 Bacteria_16S 


103 gi 


1999 16S ribosomal RNA, part 
Fusobacteriales; 


103 gi 


Fus 


657665 65912 


265678578 


705889 70720 


Dorea. 
265678558 
sequence 


Clostridiales; 


265678542 


755262 75674 


265678537 


762839 76433 


265678517 


792094 79356 
Spirochaeta. 


265678482 


265678473 


265678466 


265678456 


Anaerostipes. 


857526 859025 Desulf 
ibrionales; 


ial sequence 868327 86978 
obacteriaceae; 


0 Anaerostipes 


ref|NR_028883.1 


ref |NR_028862.1 

734793 736329 
Veillonellaceae 
ref |NR_028846.1 


Microbacteriac 
ref |NR_028841.1 
Marinobac 


ref|NR_028820.1 


ref|NR_028785.1 


ref|NR_028776.1 
Desulfovibrion 
ref |NR_028769.1 
7 
Leptotrichi 
NR_028758.1 


ref 


caccae Bacteria; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Allisonella 
Allisonella 

; Allisonella. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 
ococcineae; 


eae; Agromyces. 
Marinobacter litoralis 


4 Marinobacter litoralis Bacteria; 


ter. 
Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Clostridium scindens 


1 Clostridium scindens Bacteria; 
Clostridium. 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Leptotrichia 
Leptotrichia 

a. 


Catellatospora 


881630 883139 Catellatospora koreensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Catellatospora. 


145098 Bacteria_16S 
strain BT-H1 16S 
Firmicutes; Clost 
145098 Bacteria_16S 
fructosovorans st 


fructosovorans Bacteria; 


Desulfovibrio. 
145098 Bacteria_16S 
strain SS-2 16S r 
Bacteroidetes; 
145098 Bacteria_16S 
subsp. socranskii 
socranskii subsp. 
145098 Bacteria_16S 
peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas. 
145098 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacteria; 
145098 Bacteria_16S 
strain NS51 16S r 
Firmicutes; 
145098 Bacteria_16S 
desulfuricans str 
desulfuricans Bac 
145098 Bacteria_16S 
japonensis strain 
Bacteria; Bactero 
145098 Bacteria_16S 


strain 14 16S ribosomal 
Actinobacteria; Actinoba 


145098 Bacteria_16S 


strain I-273 16S ribosomal RNA, 
Lactobacilla 


Firmicutes; 
145098 Bacteria_16S 
serovar 3 str. 
serovar 3 str. 
145098 Bacteria_16S 
strain JT7304 16S 
Proteobacteria; 
145098 Bacteria_16S 
1279 16S ribosoma 
Deinococcus-Thermus; 
145098 Bacteria_16S 
acetiphilus DSM 1 
12809 Bacteria; 
145098 Bacteria_16S 
strain Se-3111 16 


145098 Bacteria_16S 


gallinaceus strain CCUG 42692 16S ribosomal RNA, partia 
Lactobacillales; 


gallinaceus Bacteria; 
145098 Bacteria_16S 
variabilis strain 
Bacteria; Actinob 
Isoptericola. 
145098 Bacteria_16S 
strain HI 11/12 1 
Bacteria; Aquific 
145098 Bacteria_16S 
metallireducens s 
metallireducens B 
145098 Bacteria_16S 


ribosomal RNA, 
ridia; 


Sphingobacteria; 


teria; 


ibosomal RNA, 
Lactobacillales; 


idetes; 


ATCC 2781 
ATCC 2781 


riboso 
Gammapro 


6S ribosomal RNA, 


acteria; 


939729 939661 36 


Clostridiales; 
970657 970554 1 


Proteobacteria; 


976759 976691 36 


984307 984239 36 


1005937 1005869 36 

Proteobacteria; 
1022656 1022588 36 
Firmicutes; 


1024227 1024159 36 


1059239 1059171 36 


Sphingobacteria; 
1102679 1102607 32 
RNA, partial sequence 


1117967 1117899 36 
partial seque 
les; Streptococcaceae 
1122533 1122465 36 


5 Bacteria; 
1152726 1152658 36 


1158715 1158647 36 


1225265 1225197 36 


Firmicutes; 
1226779 1226707 32 


1231409 1231341 36 


1245020 1244952 36 


Firmicutes; 
1252379 1252311 36 


103 


complete sequence 
Heliobacteriaceae; 


103 


103 


ibosomal RNA, partial sequence 
Sphingobacteriales; 


103 


Spirochaetes; 


103 


103 


ATCC 33400 16S ribosomal RNA, 
Lactobacillales; 


103 


complete sequence 
Streptococcaceae; 


103 


103 


103 
nce 


; Streptoc 


103 


103 


mal RNA, partial sequence 
teobacteria; Alteromonadales; 


103 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


103 


103 


103 


103 


103 


gi 


938639 94015 
Heliore 


gi 


gi 


975693 97713 
Sap 


gi 


strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; 


gi 


ain F12-50-Al 16S ribosomal RNA, parti 
Gammaproteobact 


gi 


complet 
Strep 


gi 


1023111 10246 
Streptoc 


gi 


Sphingobacter 


gi 


Sp 


265678419 


265678397 


rain JJ 16S ribosomal RNA, partial sequence 
Deltaproteobac 


teria; 


265678393 


265678388 


265678374 


265678363 


265678362 


occus. 
265678338 


ain SSM1 16S ribosomal RNA, partial sequence 


teria; Deferribacteres; Deferribacterales; Deferriba 
1062247 1062179 36 103 gi|265678336|ref 
758 16S ribosomal RNA, partial sequence 10611 


iales; 
265678308 


1101592 11031 


cteridae; Actinomycetales; Micr 


gi 


265678297 


1116890 11182 


gi 


gi 


occus. 
228715451 


5 16S ribosomal RNA, partial sequence 
Tenericutes; Mollic 


utes; 
253680755 


1151622 11530 


gi 


P 


228721491 


1221167 12226 


gi 


gi 


MX5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


train 853-15 16S ribosomal RNA, partia 


Clostridia; Clost 


gi 


219878314 
1 


219878300 
12257 
ales; 


219878275 


complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermoc 


rinis. 
219857537 
1 sequence 
ridiales; 
219857241 


Des 


rospiraceae; 


artial sequenc 
irochaetal 


al sequenc 


eria; Alte 


e sequence 
tococcaceae; 


Chitino 


ococcineae; 


sychromonadace 


sequence 
Streptococcace 


ref 


ref 


ref 


ref 


es; 
ref 


ref 


s 
ref 


ref 


ref 
Mi 


ref 


ref 
1 


ref 


ref 


ref 


ae; 
ref 


ref 


ref 


Pept 
ref 


969528 97104 
ulfovibrionales; 


e 1004861 10063 
romonadales; 


1021546 10230 


30 Streptococcus 


82 Streptococcus 
121455 11228 
Mycoplas 


67 Psychromonas 
Psychromonas. 


1224170 12256 


22 1227193 Isopt 
Micrococ 


93 Thermocrinis 


1243915 12454 


subsp. paredis st 
socranskii subsp. 


145098 Bacteria_16S 


subsp. buccale st 
socranskii subsp. 


rain ATCC 35535 16S ribosomal RNA, parti 
paredis Bacteria; Spirochaetes; Spiroch 
1253906 1253838 36 103 gi 
rain ATCC 35534 16S ribosomal RNA, parti 
buccale Bacteria; Spirochaetes; Spiroch 


219857240 


al sequence 
aetales; Spi 
ref 
al sequence 
aetales; Spi 


145098 Bacteria_16S 


1264448 1264380 36 


103 


gi 


219846655 


lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 


lecithinolyticum Bacteria; 


Spirochaetes; 


Spirochaetales; 


NR_028721.1 


NR_028699.1 


NR_028695.1 


Ps 
NR_028665.1 


treptococcu 
NR_028664.1 


NR_028640.1 


1058138 105957 
Deferribacter. 


cteraceae; 
NR_028638.1 


phagaceae; 
NR_028610.1 


NR_028598.1 


NR_027532.1 
9 
mataceae; U 
NR_028003.1 


ae; 
NR_027614.1 


utenbergiac 
NR_025453.1 
7 
Streptococc 
NR_025439.1 


cineae; 


NR_025414.1 


NR_025125.1 
2 
ococcaceae; 
NR_024869.1 

125128 


NR_024868.1 
125281 


ref 


NR_026247.1 


9 


0 
eudoalteromonadaceae; 


6 


Ss. 


e 


u 


e 
Promicromonosporaceae Hi 


rochaetaceae; 


rochaetaceae; 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 
stis. 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 
Lewinella. 


NR_028690.1| Treponema socranskii 
e 983192 984718 Treponema 
Spirochaetaceae; Treponema. 
NR_028676.1| Pseudoalteromonas 


8 Pseudoalteromonas 
Streptococcus 
0 Streptococcus 


Streptococcus mitis 
mitis Bacteria; 


Deferribacter 
3 Deferribacter 


Chitinophaga 


67 1062648 Chitinophaga japonensis 
Chitinophaga. 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
crobacteriac 


eae; Agromyces. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Ureaplasma parvum 
3 Ureaplasma parvum 


reaplasma. 


Psychromonas kaikoae 


kaikoae Bacteria; 


Meiothermus ruber DSM 


1 RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococci; Thermales; Thermaceae; Meiothermus. 
1196667 1196599 36 103 gi|228715574|ref|NR_027535.1| Denitrovibrio 
2809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 
1222231 1222159 32 103 gi|219878356|ref|NR_025495.1| Salana multivorans 


13 Salana multivorans Bacteria; 
occineae; Be 


ae; Salana. 
Streptococcus 

1 Streptococcus 

Ss. 

Isoptericola 

ricola variabilis 


Thermocrinis albus 


albus DSM 14484 


Desulfitobacterium 

8 Desulfitobacterium 
Desulfitobacterium. 
Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Treponema 


1263357 1264835 Treponema 


Spirochaetaceae; Treponema. 


145098 Bacteria_16S 1265959 1265891 36 103 gi|219846539|ref|NR_026131.1] Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 1277932 1277864 36 103 gi|219846127|ref|NR_025717.1| Thalassomonas 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 1276861 1278268 Thalassomonas 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Thalassomonas. 
145098 Bacteria_16S 1290044 1289972 32 103 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 

145098 Bacteria_16S 1292997 1292929 36 103 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

145098 Bacteria_16S 1303543 1303475 36 103 gi|219846514|ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

145098 Bacteria_16S 1323500 1323432 36 103 gi|228715345|ref|NR_027517.1| Streptococcus 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 
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145098 Bacteria_16S 1718006 1717938 36 103 gi|219878396|ref|NR_025535.1| Pedobacter saltans 

strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

145098 Bacteria_16S 1719528 1719460 36 103 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 

strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

145098 Bacteria_16S 1757677 1757609 36 103 gi|219878367|ref|NR_025506.1| Psychromonas profunda 

strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

145098 Bacteria_16S 1765188 1765120 36 103 gi|219878361|ref|NR_025500.1| Streptococcus 

entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 

entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

145098 Bacteria_16S 1799830 1799727 1 103 gi|219878336|ref|NR_025475.1| Arthrobacter 

gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 

gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

Arthrobacter. 

145098 Bacteria_16S 1812140 1812037 1 103 gi|219878328|ref|NR_025467.1| Curtobacterium 

flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 

145098 Bacteria_16S 1821349 1821246 1 103 gi|219878322|ref|NR_025461.1| Curtobacterium 

herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 

herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

Curtobacterium. 

145098 Bacteria_16S 1824422 1824354 36 103 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 

strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

145098 Bacteria_16S 1844291 1844223 36 103 gi| 219878306 |ref|NR_025445.1| Isobaculum melis 

strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 

Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

145098 Bacteria_16S 1847306 1847238 36 103 gi|219878304|ref|NR_025443.1| Shewanella 

livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 

livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 

Shewanella. 
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145098 Bacteria_16S 2109349 2109281 36 103 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 2120046 2119978 36 103 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

145098 Bacteria_16S 2141156 2141088 36 103 gi|219857641|ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

145098 Bacteria_16S 2163742 2163674 36 103 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

145098 Bacteria_16S 2169927 2169859 36 103 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

145098 Bacteria_16S 2186601 2186533 36 103 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

145098 Bacteria_16S 2191205 2191137 36 103 gi|219857605|ref|NR_025193.1| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

145098 Bacteria_16S 2228961 2228889 32 103 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

145098 Bacteria_16S 2238105 2238037 36 103 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

145098 Bacteria_16S 2259460 2259392 36 103 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

145098 Bacteria_16S 2270362 2270294 36 103 gi|219857553|ref|NR_025141.1| Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

145098 Bacteria_16S 2294607 2294539 36 103 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

145098 Bacteria_16S 2336802 2336735 37 103 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

145098 Bacteria_16S 2345896 2345828 36 103 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

145098 Bacteria_16S 2403520 2403452 36 103 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

145098 Bacteria_16S 2417475 2417407 36 103 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

145098 Bacteria_16S 2429490 2429422 36 103 gi| 219857438 |ref|NR_025026.1| Desulfotomaculum 
sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

145098 Bacteria_16S 2443151 2443083 36 103 gi|219857424|ref|NR_025012.1| Shewanella japonica 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

145098 Bacteria_16S 2474889 2474821 36 103 gi|219857400|ref|NR_024988.1| Mycoplasma 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 2473825 2475268 Mycoplasma 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

145098 Bacteria_16S 2496009 2495941 36 103 gi| 219857386 |ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

145098 Bacteria_16S 2512660 2512592 36 103 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
145098 Bacteria_16S 2527759 2527691 36 103 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
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eria; Aquificae; Aquificales; Aquifica 
145098 Bacteria_16S 


Bacilla 


ammaproteobacteria; Alteromonadales; C 


Clostrid 


se 
di 


v 


ia 
il 


se 
oc 


se 
ri 


qu 
ce 


eq 
le 


ol 


al 


’ 


oc 


oc 


qu 


eC; 


na 


s 


ia 


Eu 


Eu 


219857288 


quence 
ales; 


lales; 


219857213 


quence 


quence 
diales; 


219857196 


ence 
ae; H 
uence 
s Famil 


219857177 
2716108 27 


17 


welliac 


219857147 


en 
go 


sequ 
Sphin 


219857122 
16S ribosomal RNA, partial sequence 2791299 27926 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 


occinea 


219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 
DSM4771 16S ribosomal RNA, partial se 
Bacillacea 


occinea 


219856873 


ence 
Salimi 


219856869 
16S ribosomal RNA, partial sequence 2883064 28845 


erobact 


219856865 


equence 
les; Eu 


219856864 
6S ribosomal RNA, partial sequence 2887459 28889 


bacteri 


219856863 
6S ribosomal RNA, partial sequence 2888980 28904 


bacteri 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 


cl 
219857256 
2613469 26150 
Desulfov 
219857214 
1 sequen 


occaceae 
219857201 


ydr 
219857184 


Clostridium 
8 Clostridium 
ostridium. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref |NR_024841.1 

2665089 266654 
; Streptococcus. 
ref|NR_024829.1 
2681812 268325 
Clostridiaceae; 
NR_024824.1 
2689164 269065 
ogenivirga. 
ref|NR_024812.1 

2705678 270719 


s 


Clostridium 
8 Clostridium 
Clostridium. 
Hydrogenivirga 
5 Hydrogenivirga 


Exiguobacterium 
1 Exiguobacterium 

XII. Incertae Sedis; Exiguobacterium. 
ref|NR_024805.1| Colwellia piezophila 
81 Colwellia piezophila Bacteria; 
ae; Colwellia. 
ref|NR_024775.1| Reichenbachiella 
e 2758107 2759505 Reichenbachiella 
acteriales; Flammeovirgaceae; 


y 


5 
e 


c 
b 


ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 


Coprococcus. 

219856908|ref|NR_024729.1| Hydrogenobacter 
uence 2822817 2824313 Hydrogenobacter 
ceae; Hydrogenobacter. 

219856898 |ref|NR_024717.1| Agromyces bracchium 


69 Agromyces bracchium Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_024692.1| Salimicrobium 

2876799 2878315 Salimicrobium 
robium. 
ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
raceae; Thermacetogenium. 
ref|NR_024684.1| Eubacterium 

2885932 2887408 Eubacterium 
acteriaceae; Eubacterium. 
ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 
m. 
ref|NR_024682.1| Eubacterium budayi 
51 Eubacterium budayi Bacteria; 
m. 
ref|NR_024673.1| Zimmermannella alba 
77 Zimmermannella alba Bacteria; 


e 


e 


c 


e 


b 


U 


Uu 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
145098 Bacteria_16S 2922171 2922103 36 103 gi| 219856842 |ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

145098 Bacteria_16S 2925207 2925139 36 103 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

145098 Bacteria_16S 2961199 2961131 36 103 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

145098 Bacteria_16S 2962782 2962714 36 103 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

145098 Bacteria_16S 2996324 2996256 36 103 gi|219846926|ref|NR_026518.1| Hydrogenobacter 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 


2995219 2996732 Hydrogenobacter 


145098 Bacteria_16S 


strain SG3902 16S 
Firmicutes; 


Proteobacteria; 


strain S369-98-1 
Firmicutes; 


strain Z-7934 16S 
Firmicutes; Clost 


145098 Bacteria_16S 


strain Nl 16S rib 


Proteobacteria; Alphapro 
145098 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


145098 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


145098 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


145098 Bacteria_16S 


strain HA2P 16S r 


Clost 
145098 Bacteria_16S 
cylindrosporum st 
cylindrosporum Ba 
145098 Bacteria_16S 
strain lacT 16S r 
D 
145098 Bacteria_16S 


Lacto 
145098 Bacteria_16S 


osomal RNA, complete sequence 
teobacteria; Rhodobacterales; R 
3111090 3111022 36 103 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3150256 3150189 37 103 gi 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3156461 3156393 36 103 gi 
n DSM 6115 16S ribosomal RNA, partial 

115 Bacteria; Firmicutes; Clostridia; 

3205101 3205033 36 103 gi 
ibosomal RNA, partial sequence 


3108566 31099 


hodobacter 
219846848 
equence 
tridiales; 
219846822 
equence 

a; Chromat 
219846818 
sequence 
Clostridia 
219846785 


3204032 32054 


3017664 3017596 36 103 gi|219846912|ref|NR_026504.1| Orenia salinaria 
ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

3034236 3034168 36 103 gi|219846900|ref|NR_026492.1| Clostridium 
rain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3043418 3043350 36 103 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 
ibosomal RNA, partial sequence 3042319 3043795 Desulfovibrio zosterae Bacteria; 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

3064756 3064688 36 103 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

3102129 3102061 36 103 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 

ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Tindallia. 

3109596 3109532 37 100 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 

aceae; Rhodovulum. 

ref|NR_026440.1] Sporotomaculum 
3110031 3111466 Sporotomaculum 

Peptococcaceae; Sporotomaculum. 

ref|NR_026414.1| Thiolamprovum 

149167 3150625 Thiolamprovum 

iales; Chromatiaceae; Thiolamprovum. 

ref|NR_026410.1| Desulfotomaculum 
3155325 3156901 Desulfotomaculum 

les; Peptococcaceae; Desulfotomaculum. 

ref|NR_026377.1| Treponema amylovorum 

74 Treponema amylovorum Bacteria; 


w 


Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

145098 Bacteria_16S 3244536 3244468 36 103 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 

145098 Bacteria_16S 3247531 3247463 36 103 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

145098 Bacteria_16S 3276100 3276032 36 103 gi| 219846737 |ref|NR_026329.1| Acetobacterium bakii 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

145098 Bacteria_16S 3277619 3277551 36 103 gi|219846736|ref|NR_026328.1| Acetobacterium 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

145098 Bacteria_16S 3279128 3279060 36 103 gi|219846735|ref|NR_026327.1| Acetobacterium 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

145098 Bacteria_16S 3280647 3280579 36 103 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 32810 


Firmicutes; Clost 


145098 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


145098 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


145098 Bacteria_16S 
6S ribosomal RNA, partial sequence 3284145 32856 


strain DSM 1030 1 
Firmicutes; Clost 


145098 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


145098 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


strain B 16S ribo 
Clostridia; Clost 


145098 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


145098 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


ridia; Clostridiales; Eubacteriaceae; 

3282166 3282098 36 103 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283690 3283622 36 103 gi 


DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285215 3285147 36 103 gi 


ridia; Clostridiales; Eubacteriaceae; 

3288255 3288187 36 103 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3302006 3301938 36 103 gi 


ridiales; Blautia. 

3314129 3314061 36 103 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


3315664 3315596 36 103 gi 


Acetobacte 
219846733 
sequence 
iales; Eub 
219846732 
quence 

es; Eubact 


219846731 


Acetobacte 
219846729 
ence 32871 
hermodesul 
219846720 


219846711 
equence 
ria; Desul 


219846710 


ribosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Spirocha 


eta. 


51 Acetobacterium malicum Bacteria; 
rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 
3282621 328409 
eriaceae; Acetobacterium. 

ref |NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
rium. 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref |NR_026312.1 
ia schinkii Bact 


Acetobacterium 
0 Acetobacterium 
tobacterium. 

Acetobacterium 
4 Acetobacterium 


Thermodesulfovibrio 
desulfovibrio islandicus 


Blautia schinkii 
eria; Firmicutes; 


ref|NR_026303.1 
3313036 331453 
fovibrionales; D 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


ref 


NR_026302.1| Spirochaeta africana 


3314589 3316062 Spirochaeta africana Bacteria; 


145098 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


145098 Bacteria_16S 


strain Z-7591 16S 


3317189 3317121 36 103 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Sp 
3318710 3318642 36 103 
ribosomal RNA, partial sequence 


gi|219846709 
3316113 33175 
irochaeta. 
gi|219846708 
3317638 33191 


ref|NR_026301.1| Spirochaeta alkalica 
87 Spirochaeta alkalica Bacteria; 


ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

145098 Bacteria_16S 3352137 3352065 32 103 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 
145098 Bacteria_16S 3361489 3361421 36 103 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

145098 Bacteria_16S 3363056 3362988 36 103 gi|219846675|ref|NR_026267.1| Salimicrobium album 


strain DSM 20748 
Firmicutes; Bacil 


145098 Bacteria_16S 


strain DSM 5156 1 


16S ribosomal RNA, partial seque 
lales; Bacillaceae; Salimicrobiu 
3375079 3375011 36 103 

6S ribosomal RNA, partial sequen 


nce 3361953 33634 
m. 

gi|219846667 
ce 3374001 33754 


41 Salimicrobium album Bacteria; 


ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 


Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

145098 Bacteria_16S 3411565 3411497 36 103 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

145098 Bacteria_16S 3446984 3446916 36 103 gi|219846612|ref|NR_026204.1| Clostridium viride 


strain DSM 6836 1 
Firmicutes; Clost 


145098 Bacteria_16S 


strain DSM 20315 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


145098 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


145098 Bacteria_16S 


strain DSM 43045 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


145098 Bacteria_16S 


homopropionicum s 
homopropionicum B 


145098 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


145098 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


145098 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


145098 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


145098 Bacteria_16S 


restrictus strain 
restrictus Bacter 


145098 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


145098 Bacteria_16S 


chlororespirans s 
chlororespirans B 


145098 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


thermocisternum s 
thermocisternum B 


145098 Bacteria_16S 
acrylicus strain W218 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


6S ribosomal RNA, partial sequen 
ridia; Clostridiales; Clostridia 
3453220 3453152 36 103 

16S ribosomal RNA, partial seque 


3480577 3480509 36 103 
n NCTC 11490 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacte 
Actinomyces. 

3501726 3501658 36 103 
6S ribosomal RNA, partial sequen 
ridia; Clostridiales; Clostridia 
3504697 3504625 32 103 
16S ribosomal RNA, partial seque 


3525987 3525919 36 103 
6S ribosomal RNA, partial sequen 


ce 3445905 34473 


86 Clostridium viride Bacteria; 


ceae; Clostridium. 
gi|219846608|ref|NR_026200.1| Micrococcus lylae 

nce 3452140 3453611 Micrococcus lylae Bacteria; 

ococcineae; Micrococcaceae; Micrococcus. 

gi|219846589|ref|NR_026181.1] Actinomyces 

partial sequence 3479494 3480915 Actinomyces 

ridae; Actinomycetales; Actinomycineae; 
gi|219846575|ref|NR_026167.1| Clostridium celatum 


ce 3500724 35020 
ceae; Cl 

gi|219846573 
nce 3503623 35051 
ococcineae 

gi|219846559 
ce 3524935 35264 


ostridiu 


49 Clostridium celatum Bacteria; 
m. 
ref|NR_026165.1] Agromyces ramosus 
04 Agromyces ramosus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_026151.1| Clostridium colinum 
07 Clostridium colinum Bacteria; 


ridia; Clostridiales; Clostridiaceae; 

3530587 3530519 36 103 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3594781 3594713 36 103 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3596319 3596251 36 103 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3597852 3597784 36 103 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3660069 3660001 36 103 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3666252 3666184 36 103 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3678414 3678346 36 103 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 


Clostridiu 
219846556 
ial sequen 
ridiales; 

219846512 
1 sequence 
diales; Cl 
219846511 


3595254 35967 


Clostridiu 
219846509 
ence 35967 
spiraceae; 
219846465 
quence 

eria; Alte 
219846461 
quence 

les; Pepto 
219846452 
uence 


es; Deferr 


m. 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref |NR_026103.1 


m. 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilytic 
ref|NR_026057.1 

3658961 366046 
romonadales; She 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 


c 


Clostridium 
6 Clostridium 
Clostridium. 

Clostridium 
3 Clostridium 
ostridium. 


Clostridium 
idium lentocellum 
m. 
Shewanella 
5 Shewanella 
wanellaceae; 
Dehalobacter 
8 Dehalobacter 
obacter. 
Deferribacter 
5 Deferribacter 
ferribacter. 


Clostridium populeti 
42 Clostridium populeti Bacteria; 


Shewanella. 


3685916 3685848 36 103 
train Co23 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; 
3700956 3700888 36 103 
ibosomal RNA, partial sequence 


219846447 
sequence 
Clostridiales; 

gi|219846436 
3699882 37013 


gi 
rtial 


Desulfitobacterium 
3 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


ref|NR_026038.1 
3684807 368631 


icutes; Mycoplasmataceae; Ureaplasma. 
3765127 3765059 36 103 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3766630 3766562 36 103 gi 


219846388 
sequence 
ridiales; 
219846387 


ref|NR_025979.1 
3764125 376551 
Peptococcaceae; 
ref|NR_025978.1 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Desulfovibrio 


3765567 3766920 Desulfovibrio acrylicus 


145098 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


145098 Bacteria_16S 


strain S51-W 16S 
Proteobacteria; 


funditum strain p 
Bacteria; Firmicu 


145098 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


145098 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


145098 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


145098 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


canigenitalium st 
canigenitalium Ba 


145098 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 


145098 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; Sp 


145098 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


145098 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


145098 Bacteria_16S 


strain 20-5 16S r 
Actinobacteria; A 


145098 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


145098 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


145098 Bacteria_16S 


ornithinivorans s 
ornithinivorans B 
Algoriphagus. 


145098 Bacteria_16S 


halophilus strain 
halophilus Bacter 


145098 Bacteria_16S 


mannitolivorans s 
mannitolivorans B 
Algoriphagus. 


145098 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


145098 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


G 
145098 Bacteria_16S 


3768041 3767973 36 103 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


se 
a; 


3796690 3796622 36 103 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
3811881 3811813 36 103 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3851277 3851209 36 103 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


gi 


ol 


e; 


ti 
di 


3852789 3852721 36 103 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3880290 3880222 36 103 gi 
S ribosomal RNA, 
ridia; 


qu 
id 


Clostridiales; Clostridiaceae; Ca 
3908064 3907996 36 103 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3909588 3909520 36 103 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3911117 3911049 36 103 gi 
rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
4004687 4004619 36 103 gi 
in BH030062 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
4007602 4007534 36 103 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
4019718 4019650 36 103 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


se 
la 


s 
ea 


lo 


ue 
a; 


4021264 4021196 36 103 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ue 
a; 


4024297 4024225 32 103 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
4065145 4065077 36 103 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
4078755 4078687 36 103 gi 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
4096904 4096836 36 103 gi 
train JC2052 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


gi 


oc 


, 


1 
a; 


4098390 4098322 36 103 gi 
JC2051 16S ribosomal RNA, partial seq 
ia; Bacteroidetes; Sphingobacteria; Sp 
4099846 4099778 36 103 gi 
train JC2050 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


1 
a; 


4104326 4104258 36 

mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4117971 4117903 36 103 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 


103 gi 


oc 


145098 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


4133257 4133189 36 103 gi 


38 


a; 


ence 
iales 


quenc 


equen 
e; Po 


nce 


nce 


Desul 


nce 


S; Pe 


seque 
Sphi 


nce 


ingoba 
219846153 


seque 
Sphi 


4116858 41 


cus. 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 


219846386 
quence 
Desulfo 


219846366 
3795600 37970 
welliace 
219846355 


107 


Carnoba 
219846328 
al seque 
Clost 


219846327 


v 


219846288 
3908492 39099 


219846287 


e 


smatacea 
219846222 


ce 
nti 


219846218 
4006528 40080 
bacteria 
219846210 
Alteromonad 
219846209 


Alteromonad 


219846207 
4023267 40246 


219846176 
4064043 40 


655 


pto 


219846155 


nce 
ngo 


219846154 


cte 


nce 
ngo 


219846150 
4103238 4104753 Vi 


bri 


219846139 


183 


219846125 
4132144 4133665 Halobacillus locisalis Bacteria; 


R 
219846309 
complete sequence 3879197 38807 
loramato 
219846289 
3906969 39084 


fov 
219846167 


ref|NR_025977.1 

3766971 376838 
vibrionales; Des 
ref|NR_025957.1 
ae; Colwellia. 
ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref |NR_025918.1 
nce 385021 
ridiales; Rumino 
ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref|NR_025899.1 


Yr. 


ref|NR_025879.1 


ref |NR_025878.1 


ref|NR_025877.1 
3910020 391149 
e; Ureaplasma. 
ref|NR_025812.1 

4003594 400502 
bacillus. 
ref |NR_025808.1 
03 Algoriphagus 
ceae; Algoriphag 
ref|NR_025800.1 

4018632 402012 
ales; Altero 


ref|NR_025799.1 

4020178 402167 
ales; Altero 
ref|NR_025797.1 
; Microbacteriac 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025757.1 

4077655 407918 
coccaceae; Crypt 
ref|NR_025745.1 

4095844 409726 
bacteriales; Cyc 


ref|NR_025744.1 
4097319 409874 
riales; Cyclobac 
ref |NR_025743.1 

4098796 410017 
bacteriales; Cyc 


ref 
oO ga 


NR_025740.1 
llicus Bacte 


ref|NR_025729.1 
54 Streptococcus 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Carnobacterium 
acterium funditum 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Pontibacillus 
0 Pontibacillus 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Marinobacter 

7 Marinobacter 

monadaceae; 


Marinobacter 
2 Marinobacter 


monadaceae; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 
occineae; 


eae; Agromyces. 
Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 
Cryptanaerobacter 

3 Cryptanaerobacter 
anaerobacter. 
Algoriphagus 

8 Algoriphagus 
lobacteriaceae; 


Algoriphagus 

5 Algoriphagus 

teriaceae; Algoriphagus. 
Algoriphagus 

1 Algoriphagus 

lobacteriaceae; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Streptococcus minor 
minor Bacteria; 


ref|NR_025715.1 


Halobacillus locisalis 


145098 Bacteria_16S 4170238 4170170 36 103 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

145098 Bacteria_16S 4191698 4191630 36 103 gi| 219846081 |ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

145098 Bacteria_16S 4208186 4208118 36 103 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

145098 Bacteria_16S 4238550 4238482 36 103 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
145098 Bacteria_16S 17603 17536 37 103 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

145098 Bacteria_16S 23767 23700 37 103 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 25358 25291 37 103 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 26827 26760 37 103 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 32980 32913 37 103 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

145098 Bacteria_16S 40296 40229 37 103 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

145098 Bacteria_16S 41894 41827 3ST 103 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

145098 Bacteria_16S 49444 49377 37 103 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
145098 Bacteria_16S 52611 52544 37 103 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

145098 Bacteria_16S 55649 55582 37 103 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

145098 Bacteria_16S 66230 66163 37 103 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

145098 Bacteria_16S 69255 69188 37 103 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

145098 Bacteria_16S 81105 81038 37 103 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

145098 Bacteria_16S 102529 102462 37 103 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

145098 Bacteria_16S 110040 109973 37 103 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

145098 Bacteria_16S 117850 117783 37 103 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

145098 Bacteria_16S 127011 126944 37 103 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
145098 Bacteria_16S 134631 134564 37 103 gi|265678973|ref|NR_029281.1| Arthrobacter 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 


133546 135015 Arthrobacter ureafaciens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


145098 Bacteria_16S 136119 136052 37 103 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

145098 Bacteria_16S 145183 145116 37 103 gi| 265678966 |ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

145098 Bacteria_16S 148091 148024 37 103 gi| 265678964 |ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

145098 Bacteria_16S 154267 154200 37 103 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

145098 Bacteria_16S 158931 158864 37 103 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

145098 Bacteria_16S 163388 163321 37 103 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

145098 Bacteria_16S 166572 166505 37 103 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 168158 168091 37 103 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


145098 Bacteria_16S 169682 169615 37 103 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

145098 Bacteria_16S 171158 171091 37 103 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

145098 Bacteria_16S 172668 172601 37 103 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

145098 Bacteria_16S 174176 174109 37 103 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivib 
145098 Bacteria_16S 175684 175617 37 103 gi 
strain OY 0-002 1 


xr 


265678946 
6S ribosomal RNA, partial sequence 174571 17599 


io. 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

145098 Bacteria_16S 177170 177103 37 103 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

145098 Bacteria_16S 181652 181585 37 103 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 183188 183121 37 103 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 


strain 6VI 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
145098 Bacteria_16S 186325 186258 37 103 gi 
strain 113-1 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
145098 Bacteria_16S 187874 187807 37 103 gi 
collagenovorans strain SG 16S ribosomal RNA, partial se 
collagenovorans Bacteria; Firmicutes; Clostridia; Clost 
145098 Bacteria_16S 198462 198395 37 103 gi 
chartatabidum strain 163 16S ribosomal RNA, partial seq 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostri 
145098 Bacteria_16S 207881 207814 37 103 gi 
argentinense strain ATCC 27322 16S ribosomal RNA, parti 
argentinense Bacteria; Firmicutes; Clostridia; Clostrid 
145098 Bacteria_16S 210986 210919 37 103 gi 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partia 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostrid 
145098 Bacteria_16S 217146 217059 17 103 gi 
strain SH 106 16S ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Pla 
145098 Bacteria_16S 223269 223202 37 103 gi 
strain 40 16S ribosomal RNA, partial sequence 


Cc 
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182124 18361 


265678939 
185230 18674 


265678938 
quence 
ridiales; 
265678931 
uence 
diales; 
265678924 
al sequenc 
iales; 
265678922 


iales; 
265678918 
216053 21755 
nctomyceta 
265678914 
222148 223631 Vibrio campbellii Bacteria; 


lostridiu 


lotrichac 


cl 


Clo 


sequence 
Clo 


2 Clostridium irregulare Bacteria; 
m. 
ref|NR_029247.1| Clostridium ramosum 
8 Clostridium ramosum Bacteria; 


eae. 

ref|NR_029246.1| Clostridium 
186799 188298 Clostridium 

Clostridiaceae; Clostridium. 

ref |NR_029239.1| Clostridium 
197405 198934 Clostridium 

ostridiaceae; Clostridium. 

ref |NR_029232.1| Clostridium 

e 206801 208304 Clostridium 

stridiaceae; Clostridium. 

ref |NR_029230.1| Clostridium 
209908 211410 Clostridium 

stridiaceae; Clostridium. 

ref|NR_029226.1| Blastopirellula marina 

5 Blastopirellula marina Bacteria; 

ceae; Blastopirellula. 

ref|NR_029222.1| Vibrio campbellii 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


145098 Bacteria_16S 224775 224708 37 103 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

145098 Bacteria_16S 256778 256715 41 103 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

145098 Bacteria_16S 258326 258259 37 103 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
145098 Bacteria_16S 282347 282280 37 103 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

145098 Bacteria_16S 299072 299005 37 103 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
145098 Bacteria_16S 302094 302027 37 103 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 


strain 70-159 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain B-3 16S ri 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
303613 303546 37 103 gi 
bosomal RNA, partial sequence 


300996 30245 


265678858 


302503 30397 


ref |NR_029164.1 


2 Mycoplasma pirum Bacteria; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

145098 Bacteria_16S 309813 309746 37 103 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

145098 Bacteria_16S 312844 312777 37 103 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

145098 Bacteria_16S 320224 320157 37 103 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 


Tenericutes; Moll 


thermoamylovorans 
thermoamylovorans 


145098 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


145098 Bacteria_16S 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


145098 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


145098 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


145098 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


145098 Bacteria_16S 


nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 


145098 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


145098 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


145098 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


asymbiotica subsp 


Enterobacteriales 


145098 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


145098 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


321807 321740 37 103 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
340549 340482 37 103 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
343453 343386 37 103 gi 
YU 636-3 16S ribosomal RNA, partial se 


345017 344950 37 103 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
346577 346510 37 103 gi 
osomal RNA, partial sequence 
lales; Paenibacillaceae; 
348046 347979 37 103 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
374679 374612 37 103 gi 
n HKI 0315 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
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cillaceae; 
265678793 
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illaceae; 
265678788 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


411645 411578 37 103 gi|265678780|ref|NR_029085.1 
GDA154 16S ribosomal RNA, partial sequence 410506 412073 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
417870 417803 37 103 gi| 265678776 |ref|NR_029081.1 
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eria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcace 
424000 423933 37 103 gi| 265678772 |ref|NR_029077.1 
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v 


ref|NR_029133.1 
3 Lactobacillus 
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Cryptosporangium 
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Streptomycetaceae 
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kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


428665 428598 37 103 gi| 265678769 |ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

433314 433247 37 103 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 

tes; Bacillales; Paenibacillaceae; Paenibacillus. 

436420 436353 37 103 gi|265678764|ref|NR_029069.1| Kitasatospora 

ain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
438004 437937 37 103 gi|265678763|ref|NR_029068.1| Amycolatopsis 
ain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
453340 453273 37 103 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


145098 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 
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456499 456432 37 103 gi| 265678747 |ref|NR_029052.1| Streptococcus 
train 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
acteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

474701 474634 37 103 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

476238 476171 37 103 gi|265678734|ref|NR_029039.1| Lactobacillus 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

486904 486837 37 103 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

490020 489953 37 103 gi| 265678725 |ref|NR_029030.1| Jonesia quinghaiensis 
ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 
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519081 519014 37 103 gi|265678706|ref 
- kayaii strain 1121 16S ribosomal RNA, complete seq 
- kayaii Bacteria; Proteobacteria; Gammaproteobacter 
e; Photorhabdus. 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


145098 Bacteria_16S 526721 526654 37 103 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

145098 Bacteria_16S 532777 532710 37 103 gi|265678697|ref|NR_029002.1| Bacillus drentensis 


strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 540435 540368 37 103 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

145098 Bacteria_16S 541957 541890 37 103 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

145098 Bacteria_16S 546550 546483 37 103 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

145098 Bacteria_16S 551222 551155 37 103 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

145098 Bacteria_16S 552730 552663 37 103 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

145098 Bacteria_16S 564958 564891 37 103 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
145098 Bacteria_16S 569472 569405 37 103 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
145098 Bacteria_16S 573973 573906 37 103 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

145098 Bacteria_16S 579866 579799 37 103 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

145098 Bacteria_16S 585956 585889 37 103 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 590423 590356 37 103 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 595016 594949 37 103 gi|265678656|ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

145098 Bacteria_16S 596513 596446 37 103 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
145098 Bacteria_16S 607030 606963 37 103 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

145098 Bacteria_16S 608535 608468 37 103 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

145098 Bacteria_16S 610102 610035 37 103 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

145098 Bacteria_16S 611647 611580 37 103 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

145098 Bacteria_16S 616316 616249 37 103 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

145098 Bacteria_16S 619366 619299 37 103 gi| 265678639 |ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

145098 Bacteria_16S 623737 623670 37 103 gi|265678636|ref|NR_028941.1| Corynebacterium 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 
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662086 Jeotgalicoccus 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 
Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Arcanobacterium 
Arcanobacterium 
mycineae; 


Actinomyces coleocanis 


ae; Actinomyces. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Clostridium acidisoli 


Citrobacter freundii 
bacter. 

Buttiauxella 
Buttiauxella 


erobacteriaceae; 


Paenibacillus odorifer 
odorifer Bacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Moritella viscosa 


NR_028880.1 


710239 711741 Moritella viscosa Bacteria; 


Alteromonadales; Moritellaceae; Moritella. 


145098 Bacteria_16S 717546 717479 37 103 
strain B43 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
145098 Bacteria_16S 719152 719085 37 103 gi 
marismortui strain 123 16S ribosomal RNA, 
Bacteria; Firmicu 


145098 Bacteria_16S 


gi 


722187 722120 37 103 
strain XINach 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
145098 Bacteria_16S 723773 723706 37 103 gi 
luminescens subsp. laumondii strain TTO1 16S ribosomal 
Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
145098 Bacteria_16S 725356 725289 37 103 gi 
luminescens subsp. akhurstii strain FRGO4 16S ribosomal 
Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 


gi 


Photorhabdus. 


716437 71796 


complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 


721087 72261 


265678570 


Enterobac 
265678569 
ence 71801 
illus. 

265678567 


265678565 
RNA, part 


ref 


NR_028875. 


8 Enterobacter 


teri 


ref 


9 719581 Virgi 


ref 


aceae; 
NR_028873. 


NR_028871. 


2 Photorhabdus 


ref 


ial 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


NR_028869. 
sequence 


Ente 


Enterobacter pyrinus 
pyrinus Bacteria; 
robacter. 
Virgibacillus 
acillus marismortui 


b 


Photorhabdus temperata 
temperata Bacteria; 


Enterobacteriaceae; Photorhabdus. 
265678566 |ref|NR_028870.1| Photorhabdus 
RNA, partial sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


145098 Bacteria_16S 728461 728395 37 103 gi|265678563|ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
145098 Bacteria_16S 731408 731341 37 103 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

145098 Bacteria_16S 762374 762307 37 103 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

145098 Bacteria_16S 770051 769984 37 103 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

145098 Bacteria_16S 776304 776237 37 103 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

145098 Bacteria_16S 784005 783938 37 103 gi| 265678523 |ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

145098 Bacteria_16S 791644 791577 37 103 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

145098 Bacteria_16S 797727 797660 37 103 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

145098 Bacteria_16S 819126 819059 37 103 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
strain 12993 16S ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

145098 Bacteria_16S 820631 820564 37 103 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 
strain 256 16S ribosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

145098 Bacteria_16S 831454 831387 37 103 gi| 265678492 |ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

145098 Bacteria_16S 833005 832938 37 103 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

145098 Bacteria_16S 850963 850896 37 103 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

145098 Bacteria_16S 852489 852422 37 103 gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

145098 Bacteria_16S 863251 863184 37 103 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

145098 Bacteria_16S 885793 885726 37 103 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 


Bacteria; Actinob 


Rathayibacter. 


145098 Bacteria_16S 


strain VKM Ac-180 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


acteria; Actinobacteridae; Actinomycet 


887329 887262 37 103 gi 
4 16S ribosomal RNA, partial sequence 


ales; Micr 
265678453 

88624 
ococcineae 


897979 897912 37 103 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 


gi 


Enterococ 


265678446 


cus. 


ococcineae; Micr 
ref|NR_028755.1 
7 887732 Agreia 


; Microbacteriac 


obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 


ref |NR_028748.1 


Enterococcus avium 


896853 898376 Enterococcus avium Bacteria; 


145098 Bacteria_16S 899554 899487 37 103 gi| 265678445 


ref|NR_028747.1 


Paenibacillus 


koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

145098 Bacteria_16S 910319 910252 37 103 gi|265678438|ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 911889 911822 37 103 gi|265678437|ref|NR_028739.1| Leifsonia poae strain 


VKM Ac-1401 16S ribosomal RNA, partial sequence 


910794 91228 


1 Leifsonia poae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

145098 Bacteria_16S 916563 916496 37 103 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
145098 Bacteria_16S 931980 931913 37 103 gi| 265678424 |ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 963001 962934 37 103 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

145098 Bacteria_16S 966052 965985 37 103 gi| 265678401 |ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

145098 Bacteria_16S 969061 968994 37 103 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

145098 Bacteria_16S 972185 972118 37 103 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
145098 Bacteria_16S 973744 973677 37 103 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

145098 Bacteria_16S 985857 985790 37 103 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 
strain FC 097-2 16S ribosomal RNA, complete sequence 984769 986285 Acholeplasma vituli Bacteria; 


Tenericutes; Moll 
145098 Bacteria_16S 987444 987377 37 103 gi 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
145098 Bacteria_16S 989024 988957 37 103 gi| 265678385 


strain 167 16S ribosomal RNA, partial sequence 987916 98944 


265678386 
98633 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citro 
145098 Bacteria_16S 990604 990537 37 103 gi|265678384|ref|NR_028686.1 
strain I-75 16S ribosomal RNA, partial sequence 989496 99101 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
145098 Bacteria_16S 992175 992108 37 103 gi| 265678383 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citro 
145098 Bacteria_16S 995259 995192 37 103 gi| 265678381 |ref|NR_028683.1 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Acidaminobacter. 

145098 Bacteria_16S 996819 996752 37 103 gi|265678380|ref|NR_028682.1 
strain B1333 16S ribosomal RNA, complete sequence 995703 99724 

Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

145098 Bacteria_16S 1004414 1004347 37 103 gi| 265678375 |ref|NR_028677.1 
strain ATCC 33433 16S ribosomal RNA, partial sequence 1003352 1004810 Kluyve 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyv 
145098 Bacteria_16S 1008914 1008847 37 103 gi| 265678372 |ref|NR_028674.1 


strain T7 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
145098 Bacteria_16S 1019506 1019439 37 103 gi 
succinus subsp. succinus strain AMG-D1 16S ribosomal RN. 

Staphylococcus succinus subsp. 
145098 Bacteria_16S 


1007814 10092 


265678365 
A, complet 
succinus Bacteria; 
1021102 1021035 37 103 gi| 265678364 
strain SK3 16S ribosomal RNA, complete sequence 1019984 10214 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

145098 Bacteria_16S 1033293 1033226 37 103 gi| 265678356 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillace 
145098 Bacteria_16S 1034853 1034786 37 103 gi| 265678355 
danicus strain DB4 16S ribosomal RNA, partial sequence 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


Firmicutes; 


eplasma. 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


ref 
e se 


NR_028667.1 
quence 
Bacillales; 
ref|NR_028666.1 
95 Streptococcus 


ref|NR_028658.1 
1032165 103372 


ae; Lactobacillu 


Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Staphylococcus 

1018386 1019933 
Staphylococcus. 
Streptococcus gordonii 
gordonii Bacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 


ref|NR_028657.1 


Aneurinibacillus 


1033771 1035187 Aneurinibacillus danicus 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 


145098 Bacteria_16S 1056157 1056090 37 


ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 


ryukyuensis Bacteria; 
145098 Bacteria_16S 


Firmicutes; 
1063795 1063728 37 


Bacillales; 


acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 


acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclob 


145098 Bacteria_16S 1066798 1066731 37 


strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 10671 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 


145098 Bacteria_16S 
strain YLM-32 16S 


1077057 1076990 37 


145098 Bacteria_16S 
strain NAFOO1 16S 
Firmicutes; Bacillales; 
145098 Bacteria_16S 
1139 16S ribosomal RNA, 
Bacillales; Bacillaceae; Bacillus. 
145098 Bacteria_16S 1092296 1092229 37 
strain M 6 A9 16S 
Firmicutes; Lactobacillales; 
145098 Bacteria_16S 
strain TO-931 16S 
Firmicutes; Clostridia; 
145098 Bacteria_16S 


1081574 1081507 37 


Bacillaceae; 
1087648 1087581 37 


1101172 1101105 37 


Clostridiales; 
1111880 1111813 37 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ribosomal RNA, partial sequence 
Bacillus. 


complete sequence 
ribosomal RNA, partial sequence 
Lactobacillaceae; 


ribosomal RNA, partial sequence 
Clostridiaceae; 


103 gi|265678340|ref|NR_028642.1 
1055053 105655 
Bacillaceae; Paraliobacillus. 
103 gi|265678335|ref|NR_028637.1 
1062699 106423 
acillaceae; Alicyclobacill 
103 gi| 265678333 |ref|NR_028635.1 
52 Rheinheimera 
matiaceae; Rheinheimera. 
103 gi| 265678325 |ref|NR_028627.1 
1075986 10774 
ococcineae; Rarobacteracea 
103 gi| 265678322 |ref|NR_028624.1 
1080469 10819 
103 gi|265678318|ref|NR_028620.1 
1086532 1088056 Bacillus akibai Bacte 
103 gi|265678315|ref|NR_028617.1 
1091188 1092688 Lactobacillus 
Lactobacillus. 
103 gi|265678309|ref|NR_028611.1 
1100149 11015 
Clostridium. 
103 gi|265678301|ref|NR_028602.1 


strain DB21MT-5 16S ribosomal RNA, partial sequence 111077111122 


145098 Bacteria_16S 1113374 1113307 37 
halophilum strain 76 16S 
Bacteria; Actinobacteria; 
Microbacterium. 
145098 Bacteria_16S 
strain I-132 16S 


1114914 1114847 37 
ribosomal RNA, 


145098 Bacteria_16S 
strain I-273 16S 


1116440 1116373 37 
ribosomal RNA, 


145098 Bacteria_16S 1119413 1119346 37 
ATCC 35469 16S ribosomal 
Bacteria; Proteobacteria; 
145098 Bacteria_16S 


1134523 1134456 37 


sphenisci strain CECT 5990 16S ribosomal RNA, partial s 


ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


RNA, partial sequence 
Gammaproteobacteria; Enteroba 


103 gi 


103 gi 
Kine 
103 gi 
Kine 


103 gi 


103 gi 


265678300 
e 11123 


265678299 


1113840 11153 


265678298 


1115364 11168 


228716249 


1118333 11198 


cteriales; 
253680767 
equence 


sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacteriaceae; Corynebacterium. 

145098 Bacteria_16S 1136030 1135963 37 
strain YB1 16S ribosomal 
Proteobacteria; 


145098 Bacteria_16S 1139107 1139040 37 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 


103 gi 


103 gi 


253680766 


1134932 11363 
onaceae; Vibrio. 


253680764 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 


Actinobacteridae; 


145098 Bacteria_16S 1154142 1154075 37 


Actinomycetales; Micrococcineae; Micr 


103 gi 


obacteriac 
253680754 


strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


145098 Bacteria_16S 
multipartita DSM 
44233 Bacteria; Actinobacteria; 
Nakamurella. 
145098 Bacteria_16S 1177000 1176933 37 
DSM 16795 16S ribosomal 
Bacteria; Firmicutes; 
145098 Bacteria_16S 


1161794 1161727 37 


Clostridia; 
1183030 1182963 37 


stercorihominis DSM 17244 16S ribosomal RNA, partial se 


stercorihominis DSM 17244 Bacteria; 
145098 Bacteria_16S 1184524 1184457 37 


colihominis DSM 17241 16S ribosomal RNA, partial sequen 


17241 Bacteria; Firmicutes; Clostridia; 
145098 Bacteria_16S 1185987 1185920 37 
ATCC 43969 16S ribosomal 
Bacteria; Proteobacteria; 
145098 Bacteria_16S 


1187498 1187431 37 


ATCC 29909 16S ribosomal RNA, partial sequence 


44233 16S ribosomal RNA, partial seque 


RNA, partial sequence 
Clostridiales; 


RNA, partial sequence 
Gammaproteobacteria; Enteroba 


onaceae; P 


103 gi|228721225 
nce 11607 
Actinobacteridae; Actinomycetales 
103 gi| 228718376 
1175949 11773 
Clostridiaceae; 
103 gi| 228717350 
quence 
Firmicutes; Clostridia; Clost 
103 gi| 228717037 
ce 11834 
Clostridiales; Ruminococc 
103 gi| 228716090 
1184900 11863 
cteriales; 
103 gi| 228716058 


ales; Micrococcineae; Micr 


Moritella. 
ref |NR_028601.1 
07 1113789 Microb 


ref|NR_028600.1 


ref|NR_028599.1 


ref|NR_027549.1 
Enterobacteriac 
ref|NR_028015.1 
133500 113488 
ales; Corynebact 


R 


ref|NR_028014.1 


ref 
onia 
eae; 
ref 


NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_028002.1 


hotobacterium. 
ref |NR_027604.1 
39 1162206 Nakamu 
; Frankineae; Na 
ref |NR_027573.1 
Clostridium. 
ref|NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027546.1 


R 


Enterobacteriac 


Paraliobacillus 
2 Paraliobacillus 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Rheinheimera pacifica 


pacifica Bacteria; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Lactobacillus algidus 
algidus Bacteria; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
osporiineae; Kineosporiace 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
osporiineae; Kineosporiace 


ae; Kineosporia. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 

Corynebacterium 
1 Corynebacterium 
erineae; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Anaerotruncus 
truncus colihominis DSM 
ncus. 
Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 


ref|NR_027545.1 


Yersinia intermedia 


1186411 1187871 Yersinia intermedia ATCC 29909 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


145098 Bacteria_ 
ATCC 33641 16S ri 
Proteob 
145098 Bacteria_ 
ATcC 43970 16S ri 
Proteob 


Bacteria; 


Bacteria; 


145098 Bacteria_ 


strain Cal06 16S 


145098 Bacteria_ 
strain 01-570-1 1 
Lacto 
145098 Bacteria_ 
phyllosphaerae st 
phyllosphaerae Ba 


Firmicutes; 


Microbacteriaceae 
145098 Bacteria_ 
azorense Az-Ful s 
azorense Az-Ful B 
145098 Bacteria_ 
NS12 16S ribosoma 


Sphingobacteria; 


145098 Bacteria_ 
limnophilus strai 
limnophilus Bacte 


16S 1189009 1188942 37 103 
bosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
16S 1190520 1190453 37 103 gi 


bosomal RNA, partial sequence 


gi 


228716012 


1187922 11893 


cteriales; 
228715942 


1189433 11908 


ref|NR_027544.1 
Ent 


ref|NR_027543.1 


Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 
erobacteriac 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

16S 1217754 1217687 37 103 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 

ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

16S 1220709 1220642 37 103 gi|219878362|ref|NR_025501.1| Allofustis seminis 

6S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 

bacillales; Carnobacteriaceae; Allofustis. 

16S 1234405 1234338 37 103 gi|219878266|ref|NR_025405.1| Microbacterium 

rain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 

cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Microbacterium. 

16S 1242067 1241964 1 103 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 

train Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 

acteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

16S 1249546 1249479 37 103 gi|219857416|ref|NR_025004.1| Runella zeae strain 

1 RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 

Sphingobacteriales; Flexibacteraceae; Runella. 

16S 1255440 1255373 37 103 gi|219857194|ref|NR_024822.1| Brevibacillus 

n DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 

ria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

16S 1256956 1256889 37 103 gi|219857144|ref|NR_024772.1| Corynebacterium 


145098 Bacteria_ 


efficiens YS-314 


16S ribosomal RNA, partial sequence 1255896 12573 


49 Corynebacterium efficiens YS-314 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

145098 Bacteria_16S 1258471 1258404 37 103 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

145098 Bacteria_16S 1261464 1261397 37 103 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

145098 Bacteria_16S 1285428 1285361 37 103 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

145098 Bacteria_16S 1286985 1286918 37 103 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

145098 Bacteria_16S 1288580 1288513 37 103 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

145098 Bacteria_16S 1294580 1294513 37 103 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

145098 Bacteria_16S 1297489 1297422 37 103 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 


strain 2DT 16S ri 
Bacil 


Firmicutes; 
145098 Bacteria_ 


strain NCIMB 7030 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


145098 Bacteria_ 


506 16S ribosomal 
Alphaproteobacter 


145098 Bacteria_ 
subsp. 
subsp. 
145098 Bacteria_ 
schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; 


145098 Bacteria_ 


subsp. urealyticu 
capitis subsp. ur 


145098 Bacteria_ 
carnosus subsp. 
carnosus subsp. 


subtilis s 
subtilis B 


c 
c 
145098 Bacteria_16S 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
16S 1298990 1298923 37 103 gi 
55 16S ribosomal RNA, partial sequence 


16S 1306635 1306568 37 
RNA, complete sequence 
ia; Rhizobiales; Xanthobacteraceae; St 
16S 1315762 1315695 37 103 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
16S 1318875 1318808 37 103 gi 
coagulans strain GA 211 16S ribosomal 


103 gi 


16S 1320417 1320350 37 103 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
16S 1321959 1321892 37 103 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 


1296399 12978 


ococcineae 


1305606 1307012 Stark 
arkeya. 


artia 
ales; 


partial se 
es; 


219846893 
12979 


219846269 


228716557 
1 sequence 
laceae; Ba 
228715349 
RNA, part 


228715347 
1 seq 
Stap 
228715346 


Staphy 


1328113 1328046 37 103 gi 


Firmicutes; 


ref|NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_025859.1 
eya novella Bact 


ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_027521.1 
ial sequence 


ref 
uenc 
hylo 
ref 
quen 
loco 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
ccus. 


219846129 


Bacillales; 


68 Bacillus endophyticus Bacteria; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Starkeya novella DSM 
eria; Proteobacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


Staphylococcus 

1317758 1319249 
Staphylococcus. 
Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


ref|NR_025719.1 


132699 


Lactobacillus sakei 
5 1328388 Lactobacillus 


sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


145098 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


145098 Bacteria_16S 
faecium strain DS 
4810 Bacteria; Ac 


Brachybacterium. 


145098 Bacteria_16S 
fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 
145098 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


145098 Bacteria_16S 
cellulovorans str 


cellulovorans 743 


145098 Bacteria_16S 
strain E58 16S ri 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
145098 Bacteria_16S 


cynodontis JCM 97 


cynodontis Bacter 
Microbacteriaceae; 
145098 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; 


strain TH-23 16S 
Firmicutes; Bacil 


145098 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
145098 Bacteria_16S 


strain M1063U/93 
Proteobacteria; 


strain GD521 16S 
Firmicutes; Bacil 


145098 Bacteria_16S 
antarcticus strai 
Firmicu 
145098 Bacteria_16S 
milosensis strain 
Firmicu 
145098 Bacteria_16S 


Bacteria; 
Bacteria; 
strain M2000/95/1 


Bacteria; 


Bacteria; Actinob 


Promicromonospora. 
145098 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


145098 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
145098 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


145098 Bacteria_16S 


strain SK-1T 16S 
Proteobacteria; 


strain CCM 132 16 


1343371 1343304 37 


103 


somal RNA, partial sequence 1342254 1343799 Ferri 
ammaproteobacteria; Alteromonadales; 


gi|228721107 


Ferrimonada 


G 
145098 Bacteria_16S 


G 
145098 Bacteria_16S 


Proteob 
145098 Bacteria_16S 
aerolata strain V 


G 
145098 Bacteria_16S 


1346456 1346389 37 103 gi 
M 4810 16S ribosomal RNA, partial sequ 


1348018 1347951 37 103 


gi 
Bacteria; Proteobacteria; 
eae; Syntrophobacter. 

1355602 1355535 37 103 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; 


Deltaproteo 


1357062 1356995 37 103 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1367495 1367428 37 103 gi 
bosomal RNA, complete sequence 136 


1402175 1402108 37 103 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1412624 1412557 37 103 gi 
S ribosomal RNA, partial sequence 141 
ammaproteobacteria; Alteromonadales; P 
1420215 1420148 37 103 gi 
ribosomal RNA, partial sequence 141 
lales; Bacillaceae; Bacillus. 

1421735 1421668 37 103 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


v 


1431059 1430992 37 103 gi 
16S ribosomal RNA, partial sequence 142 
ammaproteobacteria; Pasteurellales; Pa 
1434150 1434083 37 103 gi 
ribosomal RNA, partial sequence 143 
lales; Staphylococcus. 

1435675 1435608 37 103 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1441889 1441822 37 103 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1443418 1443351 37 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
1449522 1449455 37 103 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1450970 1450903 37 103 gi 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1453967 1453900 37 103 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1458391 1458324 37 103 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


1459851 1459784 37 103 gi 
ribosomal RNA, partial sequence 145 
ammaproteobacteria; Enterobacteriales; 
1461384 1461317 37 103 gi 
S ribosomal RNA, partial sequence 


seudoa 


1 sequ 
ridae; 


steure 


ence 1 
nibaci 


ence 1 
llus. 

llales 
ce 


ales; 


quence 


v 


1 sequ 
ridae; 


al seque 
Actinomyce 


228720938 


ence 13453 
tinobacteria; Actinobacteridae; Actinomycetales; 


228720860 


in MPOB 16S ribosomal RNA, partial sequence 
bacteria; 


228720264 


artial sequenc 
Gammaproteob 


228720131 


quence 
ostridiale 


228718799 
6379 13679 


228715351 
14011 


Actinomyce 


224581450 
1537 14130 
lter 
224581445 
9106 14206 


224581444 
ence 
Act 


224581435 
9972 14314 
llac 
224581433 
3051 14345 


224581431 
4345 


224581427 
4407 


224581426 
14423 

7 Pa 
224581421 
14484 
Micr 


224581420 


Actinomy 


224581418 
ence 
Act 


224581414 
nc 


224581413 
8766 14602 
Enterobac 


llus. 


ref|NR_027602.1 
monas balearica 
ceae; Ferrimonas 
ref|NR_027599.1| Brachybacterium 

82 1346861 Brachybacterium faecium DSM 
Micrococcineae; Dermabacteraceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 


v 


ref |NR_027598.1 
1346912 134839 
Syntrophobactera 


Syntrophobacter 
7 Syntrophobacter 
les; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


ref|NR_027590.1 

e 135446 

acteria; Vibrion 
Clostridium 

9 Clostridium 

e; Clostridium. 
Chlamydophila pecorum 

pecorum E58 Bacteria; 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 
ref|NR_027227.1| Bacillus infernus 

13 Bacillus infernus Bacteria; 


ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_027215.1| Staphylococcus felis 
25 Staphylococcus felis Bacteria; 


ref|NR_027213.1 
76 1436085 Paenib 


Paenibacillus 
acillus antarcticus 


Filobacillus 
cillus milosensis 


ref |NR_027209.1 
88 1442278 Filoba 


ref|NR_027207.1| Actinobacillus scotiae 
29 1443825 Actinobacillus scotiae 
steurellaceae; Actinobacillus. 
ref|NR_027202.1| Promicromonospora 

60 1449852 Promicromonospora aerolata 
ococcineae; Promicromonosporaceae; 


ref|NR_027201.1 
1449903 145131 
cetales; Coryneb 


Corynebacterium 
6 Corynebacterium 
acterineae; 


ref |NR_027199.1 
1452894 145438 
inomycetales; Mi 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 
teriaceae; Xenorhabdus. 


224581412 


ref|NR_027193.1| Kocuria carniphila 


1460297 1461811 Kocuria carniphila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


145098 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


145098 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


145098 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


145098 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


145098 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


145098 Bacteria_16S 
afermentans subsp. 
Corynebacterium afermentans subsp. 


Actinomycetales; 


145098 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 


strain USDA 9030 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
145098 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


145098 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


145098 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


145098 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


145098 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


145098 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


145098 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


145098 Bacteria_16S 


paranensis strain 
paranensis Bacter 
Streptomycetaceae 


145098 Bacteria_16S 


terrestris strain 
terrestris Bacter 
Streptomycetaceae 


145098 Bacteria_16S 


gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 


145098 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


145098 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


145098 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


145098 Bacteria_16S 


1462957 1462890 37 103 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromonadales; 
1478098 1478031 37 103 gi|219878440 
6S ribosomal RNA, partial sequence 1476987 14785 
bacillales; Lactobacillaceae; Lactobacillus. 
1479671 1479604 37 103 gi| 219878381 
ain DSM 20345 16S ribosomal RNA, complete sequen 
teria; Firmicutes; Bacillales; Staphylococcus. 
1490357 1490290 37 103 gi| 219846947 
16S ribosomal RNA, partial sequence 14892 
acteria; Actinobacteridae; Actinomycet Cory 


224581411 
ence 14618 


ales; 
1491833 1491766 37 103 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1500849 1500782 37 103 gi 
afermentans strain CIP 103499 16S ri 


219846902 
14907 
ostridiace 
219846622 
bosomal RN. 


Corynebacterineae; Corynebacteriaceae; 
1502240 1502173 37 103 gi 
16S ribosomal RNA, complete sequence 


Corynebac 
219846604 
15011 
ococcineae 
1503733 1503667 37 103 gi| 219846475 
16S ribosomal RNA, partial sequence 1502684 15041 
biaceae; R 
219846440 
uence 

les; Eubac 
219846290 
A, partial 


1505277 1505210 37 103 gi 
164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1509797 1509730 37 103 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactobacillales; 
1512744 1512677 37 103 gi| 219878127 
ibosomal RNA, partial sequence 1511717 15130 
ammaproteobacteria; Pasteurellales; Pasteurellac 
1518716 1518649 37 103 gi| 219857618 
ibosomal RNA, partial sequence 1517647 15191 
ridia; Clostridiales; Lachnospiraceae; H 
1520228 1520161 37 103 gi| 219857617 
ibosomal RNA, partial sequence 1519166 15206 
ridia; Clostridiales; Lachnospiraceae; Hespellia 
1536940 1536873 37 103 gi| 219857378 
NRRL B-16134 16S ribosomal RNA, partial sequenc 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
ae; Saccharothrix. 
1555220 1555153 37 103 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1556617 1556550 37 103 gi 
HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
1558111 1558044 37 103 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
1559605 1559538 37 103 gi 
HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
1562637 1562570 37 103 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1565491 1565424 37 103 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobacteriales; F 
1583718 1583651 37 103 gi| 219878489 
16S ribosomal RNA, partial sequence 1582619 15841 
lales; Planococcaceae; Viridibacillus. 


219857209 
nce 15541 
illus. 

219846194 
equence 
Actinomyce 


, 
219846193 
equence 
Actinomyce 


La 
219846192 
equence 
Actinomyce 


, 


219846143 
uence 
aceae; Ano 
219846059 
uence 


Alter 


ref|NR_027192.1 
62 1463368 Marino 

omonadaceae; 
ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025520.1 
ce 1478573 148010 


ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_026214.1 
A, complete sequ 


terium. 
ref|NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref |NR_026067.1 


hizobium/Agrobac 
ref |NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref |NR_025266.1 


Histophilus 
NR_025207.1 


eae; 
ref 


ref |NR_025206.1 


ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref |NR_024837.1 
24 1555535 Anoxyb 


ref|NR_025784.1 
1555586 155703 
tales; Streptomy 


ref |NR_025783.1 
1557082 155852 
tales; Streptomy 


ref|NR_025782.1 
1558576 156000 
tales; Streptomy 


ref|NR_025733.1 
1561538 156291 
xybacillus. 
ref|NR_025649.1 
1564412 156589 
usobacteriaceae; 


ref |NR_025628.1 


1585273 1585206 37 103 gi| 219878488 


Marinobacter 
bacter bryozoorum 
Marinobacter. 
Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Clostridium 
idium saccharolyticum 


Corynebacterium 
ence 1499786 1501111 


afermentans Bacteria; Actinobacteria; Actinobacteridae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 

Rhizobium tropici 


v 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 
Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Histophilus somni 


77 Histophilus somni Bacteria; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 
espellia. 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Anoxybacillus 
acillus ayderensis 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


Anoxybacillus 
3 Anoxybacillus 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


ref|NR_025627.1 


Viridibacillus arvi 


strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 


Firmicutes; Bacil 


lales; Planococcaceae; Viridibacillus. 


145098 Bacteria_16S 
LMG 22167 16S rib 


Bacillales; Bacil 


145098 Bacteria_16S 


strain LMG 21727 
Firmicutes; 


Lacto 
145098 Bacteria_16S 


1586828 1586761 37 
osomal RNA, partial sequence 
laceae; Bacillus. 

1588387 1588320 37 103 gi 
16S ribosomal RNA, partial sequence 15 
bacillales; Enterococcaceae; 
1603850 1603783 37 


103 gi 


15 


103 gi 


Enterococ 


219878487 
85730 15872 


219878486 
87284 15887 
cus. 

219878475 


ref 


ref 


ref 


33 Bacillus humi 


92 Enterococcus 


NR_025626.1 


NR_025625.1 


NR_025614.1 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 


italicus Bacteria; 


Brevibacterium 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

145098 Bacteria_16S 1605388 1605321 37 103 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

145098 Bacteria_16S 1606929 1606862 37 103 gi|219878472|ref|NR_025611.1]| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

145098 Bacteria_16S 1609906 1609839 37 103 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

145098 Bacteria_16S 1626438 1626371 37 103 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

145098 Bacteria_16S 1630982 1630915 37 103 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 1632510 1632443 37 103 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 

145098 Bacteria_16S 1635646 1635579 37 103 gi|219878453|ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

145098 Bacteria_16S 1637108 1637041 37 103 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 1638599 1638532 37 103 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 1652284 1652217 37 103 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 1658422 1658355 37 103 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

145098 Bacteria_16S 1659977 1659910 37 103 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

145098 Bacteria_16S 1661525 1661458 37 103 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

145098 Bacteria_16S 1667657 1667590 37 103 gi|219878430|ref|NR_025569.1| Escherichia albertii 
strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

145098 Bacteria_16S 1669179 1669112 37 103 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
145098 Bacteria_16S 1670735 1670668 37 103 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 1672262 1672195 37 103 gi| 219878427 |ref|NR_025566.1| Enterobacter cowanii 
strain 888-76 16S ribosomal RNA, partial sequence 1671187 1672548 Enterobacter cowanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

145098 Bacteria_16S 1682833 1682766 37 103 gi|219878420|ref|NR_025559.1| Actinomyces oricola 


strain R5292 16S 


lacusfryxellense 
lacusfryxellense 


ribosomal RNA, partial sequence 


1684356 1684289 37 103 gi 


Bacteria; Firmicutes; Clostridia; 


145098 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


1688819 1688752 37 103 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


1681727 16832 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
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strain C/C-an/B1 16S ribosomal RNA, pa 
Clos 
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; Ac 
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Clo 
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tinomycetace 
NR_025558.1 
168328 
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34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Clostridium 

5 1684702 Clostridium 
Clostridium. 


NR_025554.1 


Bacillus saliphilus 


1687712 1689235 Bacillus saliphilus Bacteria; 


145098 Bacteria_16S 1690391 1690324 37 103 gi 
rifietoensis strain M8 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Plano 
145098 Bacteria_16S 1698144 1698077 37 103 gi 
paraoxydans strain CF36 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Microbacterium. 
145098 Bacteria_16S 
CAIM 578 16S ribo 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
145098 Bacteria_16S 1707315 1707248 37 103 gi 
strain SH1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
145098 Bacteria_16S 1708873 1708806 37 103 gi 
strain OSBAC1 16S ribosomal RNA, partial sequence 


ne 
co 


e 
ccus. 


en 
ales; 


1699693 1699626 37 103 gi| 219878408 


219878403 


cl 
219878402 


219878414 
16892 


219878409 


ce 16970 
Micr 


somal RNA, partial sequence 1698596 1700102 Vibri 


1706248 17077 
ostridiu 


1707781 17092 


ref|NR_025553.1 
86 1690816 Plano 


ref|NR_025548.1 
56 1698545 Micro 
ococcineae; Mic 


ref 
oO po 


NR_025547.1 
meroyi Bact 


ref|NR_025542.1 


m. 
ref|NR_025541.1 
61 Rheinheimera 


Cc 


b 
xr 


e 


Planococcus 
occus rifietoensis 


Microbacterium 
acterium paraoxydans 


obacteriaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

145098 Bacteria_16S 1710380 1710313 37 103 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

145098 Bacteria_16S 1736209 1736142 37 103 gi| 219878384 |ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

145098 Bacteria_16S 1745473 1745406 37 103 gi|219878377|ref|NR_025516.1| Streptococcus ratti 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

145098 Bacteria_16S 1752998 1752931 37 103 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


strain LMG 18422 
Firmicutes; Bacillales; 
145098 Bacteria_16S 

sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 
145098 Bacteria_16S 1762187 1762120 37 103 gi| 219878364 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 

fresconis Bacteria; Actinobacteria; Actinobacteridae; Act 
Brachybacterium. 
145098 Bacteria_16S 1763709 1763642 37 103 gi 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 
Dermabacteraceae; Brachybacterium. 


Bacillaceae; Bacillus. 
1760666 1760599 37 103 gi 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


219878365 
uence 
in 


219878363 
ar 


ridae; 


145098 Bacteria_16S 1768130 1768063 37 103 gi|219878359|ref|NR_025498.1 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedime 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 
Sedimentibacter. 

145098 Bacteria_16S 1771141 1771074 37 103 gi| 219878357 |ref|NR_025496.1 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 177148 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
Corynebacteriaceae; Corynebacterium. 

145098 Bacteria_16S 1777127 1777060 37 103 gi| 219878352 |ref|NR_025491.1 


strain LMG 20362 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
145098 Bacteria_16S 1778652 1778585 37 103 gi 
agaridevorans strain DSM 1355 16S ribosomal RNA, partia 
agaridevorans Bacteria; Firmicutes; Bacillales; Paeniba 
145098 Bacteria_16S 1780201 1780134 37 103 gi 
agarexedens strain DSM 1327 16S ribosomal RNA, partial 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibaci 
145098 Bacteria_16S 1781747 1781680 37 103 gi 
strain 4-0 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 1789101 1789034 37 103 gi 
saxobsidens strain BC448 16S ribosomal RNA, partial seq 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 
Blastococcus. 
145098 Bacteria_16S 1790681 1790614 37 103 gi 
carmonensis strain LMG 20964 16S ribosomal RNA, partial 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillace 
145098 Bacteria_16S 1792235 1792168 37 103 gi 
R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


onaceae; 
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219878342 
sequence 
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P 
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ref |NR_025489.1 
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aenibacillus. 
ref |NR_025488.1 
; Micrococcacea 
ref |NR_025482.1 
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etales; Frankine 
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04 Bacillus luciferensis Bacteria; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
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Brachybacterium 
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Sedimentibacter 
ntibacter saalensis 
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Corynebacterium 
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Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
e: 


Citricoccus. 
Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


’ 


Virgibacillus 
7 Virgibacillus 


ref |NR_025480.1 


Vibrio chagasii strain 


1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 


145098 Bacteria_16S 1793709 1793642 37 103 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

145098 Bacteria_16S 1795264 1795197 37 103 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 


Gammaproteobacter 


145098 Bacteria_ 
strain LMG 20546 
Proteobacteria; 

145098 Bacteria_ 
strain LMG 20536 
Proteobacteria; 

145098 Bacteria_ 
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ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 1796749 1796682 37 103 gi 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 1798303 1798236 37 103 gi|219878337|ref|NR_025476.1| Vibrio neptunius 
16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 

Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 1801317 1801250 37 103 gi|219878335|ref|NR_025474.1| Paenibacillus 
IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

145098 Bacteria_16S 1802885 1802818 37 103 gi|219878334|ref|NR_025473.1]| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 1804452 1804385 37 103 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

145098 Bacteria_16S 1809079 1809012 37 103 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

145098 Bacteria_16S 1819781 1819714 37 103 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
145098 Bacteria_16S 1822839 1822772 37 103 gi|219878321|ref|NR_025460.1| Agreia pratensis 


strain P 229/10 1 
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145098 Bacteria_ 


sulfidifaciens st 
sulfidifaciens Bacteria; 
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16S 1841186 1841119 37 103 gi 
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M597/99/10 16S ribosomal RNA, partial 
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gi 
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6S ribosomal RNA, partial sequence 1821775 18232 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
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Corynebacteriaceae; Corynebacterium. 
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sequenc 
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50 Agreia pratensis Bacteria; 
Microbacteriaceae; Agreia. 
ref|NR_025447.1| Lactobacillus 

e 1840072 1841573 Lactobacillus 
Lactobacillus. 

ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref|NR_025442.1| Arcanobacterium 
1847763 1849248 Arcanobacterium 
etales; Actinomycineae; 


ref 
nce 


NR_025437.1| Globicatella 
1853726 1855215 Globicatella 
ae; Globicatella. 
ref|NR_025436.1| Corynebacterium 
1855266 1856599 Corynebacterium 
ales; Corynebacterineae; 


ref|NR_025434.1 
e 1858220 185970 
les; Coryneb 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


ref|NR_025424.1 
1873541 187493 
tales; Micrococc 


ref|NR_025423.1| Haemophilus pittmaniae 
54 Haemophilus pittmaniae Bacteria; 
eae; Haemophilus 
ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


ref 
nce 
cillus. 
ref|NR_025402.1 
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tales; Micrococc 


NR_025408.1 
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lales; Bacillaceae; Bacillus. 

1893131 1893064 37 103 gi| 219878269 
train DSM 11706 16S ribosomal RNA, partial seque 
acteria; Firmicutes; Bacillales; Bacillaceae; Ba 

1900853 1900786 37 103 gi| 219878263 

DSM 12362 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
Ornithinimicrobium. 
1907957 1907890 37 103 gi| 219878258 
16S ribosomal RNA, partial sequence 19068 


ref|NR_025397.1| Actinomyces catuli 
68 1908267 Actinomyces catuli Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


145098 Bacteria_16S 1909405 1909338 37 103 gi 
sanguinicola strain CCUG 43001 16S ribosomal RNA, parti 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aer 
145098 Bacteria_16S 1910941 1910874 37 103 gi 
marimammalium strain CCUG 41710 16S ribosomal RNA, part 
marimammalium Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; Actinomyces. 
145098 Bacteria_16S 1912421 1912354 37 103 gi| 219878255 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 19128 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

145098 Bacteria_16S 1915465 1915398 37 103 gi 


219878257 
al sequenc 
ococcaceae 


ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 

219878256 | ref |NR_025395.1 
ial sequence 1909867 191128 
e; Actinomycetales; Actino: 


Aerococcus 
6 Aerococcus 
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2 Actinomyces 
mycineae; 


ref|NR_025394.1| Ureibacillus terrenus 
21 Ureibacillus terrenus Bacteria; 


219878252|ref|NR_025391.1| Paenibacillus 


azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

145098 Bacteria_16S 1929366 1929299 37 103 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

145098 Bacteria_16S 1930902 1930835 37 103 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

145098 Bacteria_16S 1938422 1938355 37 103 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

145098 Bacteria_16S 1941397 1941330 37 103 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 


strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 19418 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
145098 Bacteria_16S 1942939 1942872 37 103 gi| 219878233 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 19433 


02 Bacillus shackletonii Bacteria; 


ref|NR_025372.1 
47 Paenibacillus 


Paenibacillus cookii 
cookii Bacteria; 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

145098 Bacteria_16S 1949138 1949071 37 103 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

145098 Bacteria_16S 1952249 1952182 37 103 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

145098 Bacteria_16S 1953703 1953636 37 103 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

145098 Bacteria_16S 1955190 1955123 37 103 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

145098 Bacteria_16S 1958145 1958078 37 103 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

145098 Bacteria_16S 1959701 1959634 37 103 gi|219878222|ref|NR_025361.1]| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

145098 Bacteria_16S 1962762 1962695 37 103 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

145098 Bacteria_16S 1968858 1968791 37 103 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

145098 Bacteria_16S 1973169 1973102 37 103 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 1974748 1974681 37 103 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 


strain 581 1973642 19751 


Marinibacillus. 


16S ribosomal RNA, partial sequence 64 Marinibacillus marinus Bacteria; 
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1980974 1980907 37 103 gi| 219878208 |ref|NR_025347.1 
in CIP 103370 16S ribosomal RNA, partial sequence 1979903 198138 
20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetale 
Arcanobacterium. 

1990385 1990318 37 103 gi| 219878202 |ref|NR_025341.1 
rain DSM 4543 16S ribosomal RNA, partial sequence 1989290 199079 
cteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
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strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


tia. 


145098 Bacteria_16S 1993476 1993409 37 103 gi|219878200|ref|NR_025339.1| Serratia fonticola 
strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

145098 Bacteria_16S 1995024 1994957 37 103 gi|219878199|ref|NR_025338.1| Serratia entomophila 
strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 
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NR_025332.1 
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Budvicia aquatica 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 
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145098 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


145098 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 
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2010439 2010372 37 


103 gi 


ammaproteobacteria; Enterobacteriales; E 
2028311 2028244 37 103 gi 


odoriferum strain LMG 17566 16S ribo 


; Enterobacteriaceae; Pectobacterium. 
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219878150 


595 
riu 
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5 Buttiauxella 
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brennerae Bacteria; 
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Proteobacteria; Gammaproteobacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Alicyclobacillus 
lobacillus hesperidum 
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nasimurium Bacteria; 
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Corynebacterium 
bacterium simulans 
orynebacteriaceae; 
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erium sulci Bacteria; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Thermobacillus 

8 Thermobacillus 


Propionibacterium 
0 Propionibacterium 


acterineae; 


Lactobacillus 


NR_025273.1 


2082477 2083963 Lactobacillus 


145098 Bacteria_16S 2095694 2095627 37 103 gi|2 
strain SW-72 16S ribosomal RNA, partial sequence 2094 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 2115439 2115372 37 103 gi|2 


strain TF-9 16S r 
Bacil 


Firmicutes; 
145098 Bacteria_ 


DSM 4568 16S ribo 
Gammaproteobacter 


145098 Bacteria_ 
strain TF-12 16S 
Firmicutes; 
145098 Bacteria_ 
strain TF-11 16S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 2183555 2183488 37 103 gi|219857611|ref|NR_025200.1 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 218387 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

145098 Bacteria_16S 2189644 2189577 37 103 gi|219857606|ref|NR_025195.1 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
145098 Bacteria_16S 2192702 2192635 37 103 gi|219857604|ref|NR_025192.1 
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145098 Bacteria_ 
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a; Firmicutes; Lactobacillales; Fructo 
2251804 2251737 37 103 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 
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67 2325209 Coryne 
nebacterineae; C 


Paenibacillus 
1 Paenibacillus 


Corynebacterium casei 
bacterium casei 

es; orynebacteriaceae; 
219857512 
bosomal 


Clostridium 
2325260 2326777 


ref 
RNA, 


NR_025100.1 
partial sequence 


219857507|ref|NR_025095.1 
sequence 2332775 233429 
Actinomycetales; Strept 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 
219857503|ref|NR_025091.1| Heliobacterium undosum 
51 Heliobacterium undosum Bacteria; 
cterium. 
ref|NR_025090.1 

2338702 234021 
liobacteriaceae; 
219857496|ref|NR_025084.1 
nce 2346319 234777 
Actinomycetales; Microc 


Helioba 
219857502 
ence 

ales; He 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


219857495 |ref|NR_025083.1 
ence 2347826 234928 
Actinomycetales; Micro 


’ 


219857487|ref|NR_025075.1| Subtercola frigoramans 
74 Subtercola frigoramans Bacteria; 

; Microbacteriaceae; Subtercola. 
ref|NR_025074.1] Subtercola boreus 

91 Subtercola boreus Bacteria; 

; Microbacteriaceae; Subtercola. 
ref|NR_025073.1| Haemophilus felis 

76 Haemophilus felis Bacteria; 

eae. 
ref|NR_025060.1| Bacillus jeotgali 
01 Bacillus jeotgali Bacteria; 


occineae 
219857486 


occineae 
219857485 


eurellac 
219857472 


219857467 |ref|NR_025055.1| Mycoplasma microti 
2388858 2390292 Mycoplasma microti Bacteria; 
219857462|ref|NR_025050.1| Anaerobranca 


2396386 23978 
stridiales Fami 


1 
1 


8 Anaerobranca 
y XIV. Incertae Sedis; 


nce 
les; Clo 
219857461 
e 23978 
rcina. 

219857457 


ref|NR_025049.1 
69 2399376 Sporos 


Sporosarcina 
arcina aquimarina 


Lactobacillus kimchii 
kimchii Bacteria; 


ref|NR_025045.1 
86 Lactobacillus 
lus. 

219857456 
sequence 
les; Clo 
219857441 


ref|NR_025044.1 

2405537 240701 
stridiaceae; Caloramator. 
ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


Caloramator 
6 Caloramator 


219857437|ref|NR_025025.1| Papillibacter 


ain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 
145098 Bacteria_16S 2432489 2432422 37 103 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
145098 Bacteria_16S 2444687 2444620 37 103 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
145098 Bacteria_16S 2446230 2446163 37 103 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 


strain CCUG 30811 


16S ribosomal RNA, partial sequence 


2445148 2446624 Alishewanella fetalis 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 


145098 Bacteria_ 


peptonophila stra 
peptonophila Bact 


145098 Bacteria_ 


strain ATCC 33531 
Proteob 
145098 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
145098 Bacteria_16S 
strain Z-2189 16S 
Clost 
145098 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
Proteob 
145098 Bacteria_16S 


Bacteria; 


Firmicutes; 


Bacteria; 


strain T1-X7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 
australiensis str 
australiensis Bac 
Intrasporangiacea 
145098 Bacteria_16S 
olearium strain §S 
Firmicu 
145098 Bacteria_16S 


Bacteria; 


berrensis strain 
Bacteria; 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobacter. 
145098 Bacteria_16S 


hyointestinalis s 


Campylobacterales 


145098 Bacteria_16S 


strain DSM 12272 
Firmicutes; 


subsp. spizizenii 
subtilis subsp. s 


145098 Bacteria_16S 


albus strain JL 8 


Bacteria; Actinob 
Streptacidiphilus. 
145098 Bacteria_16S 
carbonis strain J 


Bacteria; Actinob 
Streptacidiphilus 


145098 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


145098 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


145098 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


145098 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


145098 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


145098 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


145098 Bacteria_16S 


Firmicu 
145098 Bacteria_16S 


Clost 
145098 Bacteria_16S 


16S 2452370 2452267 1 103 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
16S 2462837 2462770 37 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2464302 2464235 37 103 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2467479 2467412 37 103 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2470509 2470442 37 103 gi 


L 


acteria; Gammaproteobacteria; Chromati 
2492982 2492915 37 103 gi 
ribosomal RNA, partial sequence 


2494469 2494402 37 103 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2505017 2504950 37 103 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2508093 2508026 37 103 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2517179 2517112 37 103 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


e; 


2526258 2526191 37 103 gi 


ubsp. 


; Campylobacteraceae; Campylobacter. 


2530812 2530745 37 103 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
2551487 2551420 37 103 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2552932 2552865 37 103 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 
2554493 2554426 37 103 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 
2559190 2559123 37 103 
ibosomal RNA, partial sequence 

ridia; Clostridiales; Eubacteriaceae; 

2572951 2572884 37 103 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2574531 2574464 37 103 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


gi 
Eu 


1 
os 


ue 
ia 


2589905 2589838 37 103 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2591484 2591417 37 103 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2593058 2592991 37 103 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 


cu 


cu 


cu 


t1 


ct 


s 


ia 


cl 


oc 


ue 


sp 


v 


Ss. 


s 


Ss. 


2600611 2600544 37 103 gi 


es; 


es; 


219857418 
sequence 
nomyceta 
219857408 


24617 


eriales; 
219857407 
equence 
les; 
219857405 
2466381 24678 
ostridiu 
219857403 
ce 
al 


24694 


219857379 


25039 


iraceae; 
219857372 
ce 
id 


25070 


iaceae; 
219857366 
sequence 

idae; Acti 


219857360 
lawsonii strain CHY5 16S ribosomal RNA, pa 
Campylobacter hyointestinalis subsp. 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 
ostridiu 
219857343 
partial 
es; 
219857342 


Baci 


25518 
Stre 


219857341 
ce 25534 
es; 


Stre 


219857338 
2558106 25596 
bacteriu 
219857286 
sequence 
tridiale 
219857285 
nce 


Desulf 


219857275 


25888 


219857274 


25903 


219857273 


25919 


219857268 


Clo 


Ecto 
219857388 
2491905 24933 
occineae 
219857387 
nce 

Actinomycet 


ref|NR_025006.1 
2451243 245274 
ceae; Seinonella 
ref|NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024995.1 
2463226 246471 
stridiaceae; Clostridium. 
ref |NR_024993.1| Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 
m. 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024976.1 


Seinonella 
3 Seinonella 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Clostridium 
2 Clostridium 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Tetrasphaera japonica 

49 Tetrasphaera japonica Bacteria; 
; Intrasporangiaceae; Tetrasphaera. 
ref|NR_024975.1| Tetrasphaera 

2493400 2494869 Tetrasphaera 
ales; Micrococcineae; 


Sporobacterium 
acterium olearium 


ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024954.1 

2516115 251756 
nomycetales; Mic 


Thermohalobacter 

halobacter berrensis 
Arthrobacter 

0 Arthrobacter 

rococcineae; 


ref 
rtia 


Campylobacter 
2525204 2526622 


NR_024948.1 
1 sequence 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


ref|NR_024945.1| Clostridium gasigenes 
15 Clostridium gasigenes Bacteria; 

m. 
ref 
sequ 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 
Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


ref|NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 
m. 
ref|NR_024917.1 
2571864 257337 
s; Clostridiacea 
ref|NR_024916.1 
2573428 257495 
ovibrionales; De 


Clostridium 

7 Clostridium 

e; Clostridium. 
Desulfovibrio 

7 Desulfovibrio 
sulfovibrionaceae; 


ref |NR_024906.1 
00 2590328 Entero 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


ref|NR_024905.1 
79 2591887 Entero 


ref|NR_024904.1 
38 2593451 Entero 


Enterococcus dispar 
coccus dispar Bacteria; 


ref|NR_024899.1| Mannheimia 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 


145098 Bacteria_16S 


strain HPA92 16S 
Proteobacteria; G 


145098 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


145098 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


145098 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


145098 Bacteria_16S 


selangorensis str 
selangorensis Bac 


145098 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


145098 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


145098 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


145098 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


145098 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


145098 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


145098 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


145098 Bacteria_16S 


campinasensis str 
campinasensis Bac 


145098 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


manihotivorans st 
manihotivorans Ba 


voinovskiensis st 
voinovskiensis Ba 


MA001 16S ribosom 
Bacillales; Bacil 


145098 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


e; Corynebacterium. 
145098 Bacteria_16S 


cteria; 
145098 Bacteria_16S 


cteria; 
145098 Bacteria_16S 


2602165 2602098 37 103 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603719 2603652 37 103 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2605273 2605206 37 103 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2616154 2616087 37 103 


gi 


Pa 
gi 


Pa 
gi 


Pa 
gi 
ridia; Clostridiales; Clostridiales Fami 
2617738 2617671 37 103 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2620815 2620748 37 103 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2622292 2622225 37 103 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2628442 2628375 37 103 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2634458 2634391 37 103 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2635944 2635877 37 103 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2637508 2637441 37 103 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2639086 2639019 37 103 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


al 
ct 


E 


en 
mi 


ne 
ac 


se 
co 


ct 


E 


ue 
id: 


2643721 2643654 37 103 gi 
ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 
2655734 2655667 37 103 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


ue 


s 
Ac 


2673738 2673671 37 103 
rain OND 32 16S ribosomal RNA, complet 
Firmicutes; Lactobacillales; L 
2697595 2697528 37 103 gi 
rain TH13 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Bacill 
2699151 2699084 37 103 gi 
al RNA, partial sequence 


gi 
e 
ac 


eq 
ac 


145098 Bacteria_16S 


pomorum strain 3A 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
145098 Bacteria_16S 
strain AM31D 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


145098 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


strain SM2-1 16S 
Proteobacteria; G 
schlegeliana stra 
schlegeliana Bact 


rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
145098 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
145098 Bacteria_16S 
in HRKA1 16S ribosomal RNA, partial se 
eria; 
145098 Bacteria_16S 


16S ribosomal RNA, partial sequence 
Al 


2726365 2726298 37 103 gi 


lales; Bacillaceae; Bacillus. 

2727956 2727853 1 103 gi 
qu 
en 


2733980 2733913 37 103 gi 


She 


2735470 2735403 37 103 gi 


qu 


Proteobacteria; Gammaproteobacteri 


st 


st 


st 


219857267 
2601060 26025 
eurellac 
219857266 
2602614 26041 
eurellac 
219857265 
2604168 26056 
eurellac 
219857255 
16S ribosomal RNA, partial sequence 2615060 26165 
ly XII. 
219857254 
sequenc 
obacilla 
219857252 
26197 
nterobac 
219857251 
ce 26212 
crobium. 
219857246 
26273 
illus. 

219857236 
quence 

ccaceae; 
219857234 
26348 
eriales; 
219857233 
26364 
nterobac 
219857232 


e 


nce 
a; 


219857229 


nce 


cillaceae; 
219857221 
equence 

tinomyce 


219857207 
sequence 
tobacill 
219857190 

uence 


eae; 


219857189 
2698052 2699555 Ba 


laceae; Bacillus. 

2712689 2712622 37 103 gi| 219857180 
ibosomal RNA, partial sequence 2711598 27129 
lales; Bacillaceae; Bacillus. 

2723271 2723204 37 103 gi| 219857173 


27 
icycl 


219857170 
2725265 27 


219857169 


ence 


other 
219857165 
2732909 27 
wanel 
219857164 
ence 


a; Al 


2736960 2736893 37 103 gi 


219857163 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 


Paste 


Ano 


cil 


221 
oba 


267 


mac 


343 
lac 


ter 


ref|NR_024898.1 


Mannheimia 
NR_024897.1 


eae; 
ref 


Mannheimia. 
NR_024896.1 


eae; 
ref 


Mannheimia. 
NR_024886.1 


eae; 
ref 


Incertae Sedis; 
ref |NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluy 
ref |NR_024881.1 
00 2622680 Plano: 


ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref |NR_024849.1 
2654667 265613 
tales; Corynebac 


ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref|NR_024818.1 

2696496 269800 
xybacillus. 
ref |NR_024817.1 
lus asahii Bacte 


ref|NR_024808.1 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref |NR_024798.1 


ref|NR_024797.1 

2726822 272832 
eae; Persephonel 
ref|NR_024793.1 


eae; Shewanella 
ref|NR_024792.1 

2734399 273583 
omonadales; Shew 


Vi 


Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 

Paralactobacillus 
9 Paralactobacillus 
acillus. 

Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Planomicrobium 


microbium mcmeekinii 


Gracilibacillus 
ibacillus halotolerans 


Planomicrobium 
1 Planomicrobium 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Paenibacillus 
1 Paenibacillus 


Corynebacterium 
8 Corynebacterium 
terineae; 


Lactobacillus 
4 Lactobacillus 
llus. 

Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Alicyclobacillus 
lobacillus pomorum 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Persephonella 

8 Persephonella 

la. 

Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 


anellaceae; Shewanella. 


ref|NR_024791.1 
2735889 273732 


Shewanella 
8 Shewanella 


marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


145098 Bacteria_16S 
Al-17B 16S riboso 


Actinobacteridae; 


145098 Bacteria_16S 
strain Al-3 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 


strain ATCC15947 
Bacteria; 


strain JCM1680 16 
Proteobacteria; 


strain JCM1679 16 
Proteobacteria; 


cycloheptanicus s 


cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicy 
145098 Bacteria_16S 


herbarius strain 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
145098 Bacteria_16S 
koleovorans strai 
Firmicu 
145098 Bacteria_16S 
haemolyticum stra 
haemolyticum Bact 
145098 Bacteria_16S 


Bacteria; 


minutisporangium 


Proteob 
145098 Bacteria_16S 


G 
145098 Bacteria_16S 


G 
145098 Bacteria_16S 
glycanilyticus st 
glycanilyticus Ba 
145098 Bacteria_16S 
fritillariae stra 
fritillariae Bact 
Microbacteriaceae 
145098 Bacteria_16S 


2745803 2745736 37 

mal RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
2748618 2748551 37 103 gi 
ibosomal RNA, partial sequence 


103 gi 


oc 


oc 


2763564 2763497 37 103 gi 


acteria; Gammaproteobacteria; Enterobact 
2765080 2765013 37 103 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766596 2766529 37 103 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2778835 2778768 37 103 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2784743 2784676 37 103 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
Okibacterium. 

2786316 2786249 37 103 gi 
train DSM 4006 16S ribosomal RNA, part 


E 


E 


ac 


v 


’ 


ia 
cl 
2787896 2787829 37 103 gi 
CP-1 16S ribosomal RNA, partial sequence 
Al 
2789451 2789384 37 103 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2793724 2793657 37 103 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2798202 2798135 37 103 gi 
strain IFO 15962 16S ribosomal RNA, pa 


ce 
ni 


s 
ia 


rt 


219857157 
2744758 2746095 Ro 


16S ribosomal RNA, partial sequence 2762542 27 


219857141 
2763991 27 


219857140 
2765507 27 


219857131 
eq 


219857127 


ia 


219857126 


219857125 


219857124 


219857121 


219857118 


thi 
occac 


488 
occin 


639 
eriales; 
654 
nterobac 
669 
nterobac 
uence 
illaceae 
1 seq 
Actin 


uen 
omy 


uen 
lla 


1 seq 
obaci 


27 
icycl 


867 
oba 


27 
bacil 


883 
lus 


equen 
les; 


ce 
Clo 


ial sequ 


a ae 
eae; 
219857155 
2747544 27 


’ 


84 Arthrobacter 
eae; 
219857142 


v 
40 Edwardsiella 
56 Edwardsiella 
teri 
72 Edwardsiella 


teri 


, 


ce 2783663 27851 
ceta 


ce 2785219 27867 
ceae 


86 2788314 Alicy 
cill 


65 2789727 Paeni 
stri 


ence 


ref|NR_024785.1 
ria Bacteri 
thia. 


NR_024783.1 


Ro 
ref 


Mi 
ref 


crococcacea 
NR_024770.1 


erobacteria 
NR_024769.1 


Ent 
ref 


aceae; Edwa 
ref |NR_024768.1 
aceae; Edwa 
ref|NR_024759.1 
2777747 277920 
Paenibacillus. 
ref|NR_024755.1 
6 
les; Microc 
ref|NR_024754.1 
3 
; Alicyclob 
NR_024753.1 
c. 


ref 


us. 


ref|NR_024752.1 


ref|NR_024749.1 
2792664 279412 
diaceae; Cl 
NR_024746.1 
279714 


ref 


a 


fo} 


a 


b 


fo} 


Shewanellaceae; 


Rothia aeria strain 
Actinobacteria; 


’ 


Arthrobacter russicus 


russicus Bacteria; 
e 


; Arthrobacter. 


Edwardsiella tarda 


tarda ATCC 15947 
c 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 
xr 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 
xr 


dsiella. 
Paenibacillus 
8 Paenibacillus 


Okibacterium 
8 Okibacterium 
ccineae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Paenibacillus 
acillus koleovorans 


Clostridium 
8 Clostridium 
stridium. 
Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 


strain Lp2 16S ri 


strain IFO 12702 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


145098 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; 


strain DSM 3050 1 
Proteobacteria; 


weihenstephanensi 
weihenstephanensi 


145098 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


145098 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


145098 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


Crypt 
145098 Bacteria_16S 


G 
145098 Bacteria_16S 


G 
145098 Bacteria_16S 


osporangiaceae; Cryptosporangium. 
2814830 2814763 37 103 
bosomal RNA, partial sequence 


gi 


oc 
2826884 2826817 37 103 gi 
ki 
2843634 2843567 37 103 gi 
SK-3255 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 

2856087 2856020 37 103 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2863802 2863735 37 103 gi 


, 


E 


ammaproteobacteria; Pseudomonadales; P 
2870007 2869940 37 103 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2871587 2871520 37 103 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


se 


ar 
ci 


219857107 
2813767 28152 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


145098 Bacteria_16S 219856895 


219856887 


219856882 
6S ribosomal RNA, partial sequence 2862729 28642 
219856878 


219856877 
2870477 28720 


occineae; 


neae; Sp 


ence 


inomycet 


28549 
nterobac 
udomonad 


tial seq 
llaceae; 


2873166 2873099 37 103 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2874754 2874687 37 103 


gi 


gi 


145098 Bacteria_16S 


219856876 
2872057 28735 


219856875 


n ATCC53909 16S ribosomal RNA, partial sequence 2873633 287517 
ria; Firmicutes; Bacillales; Pullulanibacillus. 
2876329 2876262 37 103 gi|219856874|ref|NR_024693.1 


09 Tetrasphaera 


ales 


uenc 


ref|NR_024735.1 


In 
ref 


trasporangia 
NR_024727.1 


hthyaceae; S 
ref|NR_024714.1 

2842551 284406 
Streptomyc 


, 


ref|NR_024706.1 


85 2856506 Pseudo 
teri 


aceae. 
ref |NR_024701.1 
e; Pseudomon 
NR_024697.1 
e 286889 
illus; Bacil 
NR_024696.1 


ref 
Bac 


ref 


ref |NR_024695.1 


ref|NR_024694.1 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
oric 


porichthya. 
Kitasatospora 
5 Kitasatospora 
ineae; 


Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
acea 


as. 

Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


145098 Bacteria_ 
IFO15715 16S ribo 
Bacil 
145098 Bacteria_ 


Bacillales; 


strain JCM9731 1 
Firmicutes; 


strain JCM9070 1 
Firmicutes; 


Proteobacteria; 


145098 Bacteria_ 


strain CM-10 16S 
Actinobacteria; 


145098 Bacteria_ 


strain CM-01 16S 
Actinobacteria; 


145098 Bacteria_ 


tolaasinivorans 
tolaasinivorans 
Microbacteriacea 


145098 Bacteria_ 


vitulinus strain 
vitulinus Bacter 


145098 Bacteria_ 


pasteuri strain 
pasteuri Bacteri 


145098 Bacteria_ 


lugdunensis stra 
lugdunensis Bact 


145098 Bacteria_ 


strain ATCC 4395 
Bacteria; Firmic 


145098 Bacteria_ 


delphini strain 
delphini Bacteri 


145098 Bacteria_ 


strain ATCC 3553 
Bacteria; Firmic 


145098 Bacteria_ 


arlettae strain 
arlettae Bacteri 


145098 Bacteria_ 


brevicatena stra 
brevicatena Bact 
Sporichthya. 


145098 Bacteria_ 


strain JCM1240 
Proteobacteria; 
145098 Bac 
strain JCM1235 
Proteobacteria; 
145098 Bac 
strain JCM1237 
Proteobacteria; 
145098 Bacteria 


strain JCM1234 16 


Proteobacteria; 
145098 Bacteria 


strain JCM6051 16 


Proteobacteria; 
cloacae complex. 


145098 Bacteria_ 


ketosireducens s 
ketosireducens B 


Microbacteriaceae 
145098 Bacteria_ 


saperdae strain 
saperdae Bacteri 
Microbacterium. 


145098 Bacteria_ 


luteolum strain 


Bacil 
145098 Bacteria_ 


Bacil 
145098 Bacteria_ 
strain S-1 16S ri 


teria_ 


teria_ 


16S 2879477 2879410 37 103 gi| 219856872 
laceae; Bacillus. 

16S 2881043 2880976 37 103 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

16S 2882594 2882527 37 103 
6S ribosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 


gi| 219856871 


gi|219856870 


16S 2893095 2893028 37 103 gi|219856861|ref|NR_024680.1 
bosomal RNA, partial sequence 2892009 28935 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 2894616 2894549 37 103 gi|219856860|ref|NR_024679.1 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 2896111 2896044 37 103 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Microc 
16S 2897605 2897538 37 103 gi| 219856858 
strain CM-05 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
e; Mycetocola. 

16S 2908312 2908245 37 103 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 
16S 2909858 2909791 37 103 gi 
ATCC51129 16S ribosomal RNA, partial se 
a; Firmicutes; Bacillales; Staphylococc 
16S 2911402 2911335 37 103 gi 
in ATCC 43809 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Staphyloc 
16S 2912944 2912877 37 103 gi 
9 16S ribosomal RNA, partial sequence 
utes; Bacillales; Staphylococcus. 

16S 2914488 2914421 37 103 gi 
ATCC 49171 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Staphylococc 
16S 2916031 2915964 37 103 gi 
8 16S ribosomal RNA, partial sequence 
utes; Bacillales; Staphylococcus. 

16S 2917573 2917506 37 103 gi 
ATCC 43957 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Staphylococc 
16S 2944667 2944600 37 103 gi 
in YU 720-21 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


Microc 
gi| 219856859 
2895048 28964 


219856851 
sequence 
cus. 
219856850 
quence 
us. 
219856849 


i 


occus. 
219856848 
29118 


219856847 
equence 
us 
219856846 
29149 


219856845 
equence 
us 
219856827 
sequence 
Actinomyc 


16S 2947811 2947744 37 103 gi|219856825 
6S ribosomal RNA, partial sequence 2946729 29481 
Gammaproteobacteria; Enterobacteriales; Enterobac 
16S 2949301 2949234 37 103 gi| 219856824 
6S ribosomal RNA, partial sequence 2948221 29496 
Gammaproteobacteria; Enterobacteriales; Enterobac 
16S 2950789 2950722 37 103 gi| 219856823 
6S ribosomal RNA, partial sequence 2949709 29511 
Gammaproteobacteria; Enterobacteriales; Enterobac 
16S 2952290 2952223 37 103 gi| 219856822 
S ribosomal RNA, partial sequence 2951208 29526 
Gammaproteobacteria; Enterobacteriales; Enterobac 
16S 2953788 2953721 37 103 gi| 219856821 
S ribosomal RNA, partial sequence 2952708 29541 
Gammaproteobacteria; Enterobacteriales; Enterobac 
16S 
t 
a 


2956754 2956687 37 103 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
; Microbacterium. 

16S 2958212 2958145 37 103 gi 
IFO 15038 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Ac 


219856819 
ial sequen 
ae; Actino 


v 


219856818 
quence 
tinomyce 


, 


ta 


somal RNA, partial sequence 2878366 2879894 Bacil 


2879945 28814 


2881499 28830 


2893553 28949 
occineae 


occineae 


Actin 


1 sequence 


ref 
lus 


NR_024691.1 


ref|NR_024690.1 


ref|NR_024689.1 


7 Mi 
ref 


crobacteria 
NR_024678.1 


> Mi 
ref |NR_024677.1 
2896542 289798 


omycetales; 


ref|NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref |NR_024646.1 
2943614 294507 
etales; Frankine 


ref|NR_024644.1 


teri 
ref 


aceae; Serra 
NR_024643.1 


teriaceae; Enter 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 
29 Enterobacter 
teriaceae; Enter 
ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


ref |NR_024637.1 
2957165 295857 
les; Micrococcin 


16S 2959673 2959606 37 103 gi| 219856817 
IFO 15074 16S ribosomal RNA, partial sequence 


flexus Bacte 


Micr 


27 2913320 Staphy 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 
c 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 
crobacteriac 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 
Staphylococcus 

9 Staphylococcus 
Sporichthya 

9 Sporichthya 


ae; Sporichthyaceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


58 Enterobacter aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 
Microbacterium 

4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


ref|NR_024636.1 
2958622 296006 


Microbacterium 
1 Microbacterium 


luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 

145098 Bacteria_16S 
strain LMG 2542 1 
Proteobacteria; 
145098 Bacteria_16S 


2967360 2967293 37 


2976551 2976484 37 


103 


6S ribosomal RNA, partial sequence 2966273 29677 
Gammaproteobacteria; Enterobacteriales; 


103 


strain BS 16S ribosomal RNA, partial sequence 


Firmicutes; 
145098 Bacteria_16S 
pneumoniae strain 


145098 Bacteria_16S 


Clostridia; 


Clostridiales; 
2982632 2982565 37 


2984199 2984132 37 


Clostridiaceae; 


103 


TW-183 16S ribosomal RNA, partial sequence 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; 


103 


strain JaH 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
145098 Bacteria_16S 


flavithermus strain DSM 2641 16S ribosomal RNA, partial 
flavithermus Bacteria; 


145098 Bacteria_16S 
strain DSM 3670 1 
Firmicutes; Bacil 
145098 Bacteria_16S 


thermoruber strain BT2 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
145098 Bacteria_16S 


lales; 


lales; 


Bacillaceae; 
2999398 2999331 37 


Firmicutes; 
3000970 3000903 37 


Bacillaceae; 
3002535 3002468 37 


Bacillales; 
3007050 3006983 37 


Bacillales; 


Bacillus. 


103 


103 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


103 


103 


strain 801 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


145098 Bacteria_16S 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 


Geodermatophilaceae; 
145098 Bacteria_16S 
raffinosus strain 
raffinosus Bacteria; 
145098 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
145098 Bacteria_16S 


polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 
polyendosporus Bacteria; 


145098 Bacteria_16S 


Bacteria; 


3011462 3011395 37 
Modestobacter. 
3025133 3025066 37 


Firmicutes; 
3028129 3028062 37 


Firmicutes; 
3029658 3029591 37 


Firmicutes; 
3031167 3031100 37 


103 


103 


1789-79 16S ribosomal RNA, partial sequence 
Lactobacillales; 


103 


strain GKNTAUT 16S ribosomal RNA, partial sequen 
Clostridia; 


103 


Clostridia; 


103 


strain I50 16S ribosomal RNA, partial sequence 


145098 Bacteria_16S 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clost 
Clostridiales; 


Clostridia; 
145098 Bacteria_16S 


3032714 3032647 37 


Clostridiaceae; 
3035762 3035695 37 


strain DS1 16S ribosomal RNA, partial sequence 


Firmicutes; 
145098 Bacteria_16S 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial 
sartagoforme Bacteria; 


145098 Bacteria_16S 
strain M-29c 16S 
Firmicutes; 
145098 Bacteria_16S 
strain 1144-97 16 
Firmicutes; 
145098 Bacteria_16S 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacter. 


Rarobacteraceae; 
145098 Bacteria_16S 
hortensis strain 


Intrasporangiaceae; 
145098 Bacteria_16S 
strain M1832/95/2 
Bacteria; Firmicutes; 
145098 Bacteria_16S 


Clostridia; 


Lactobacillales; 


Clostridiales; 
3037285 3037218 37 


Firmicutes; 
3038840 3038773 37 


3041883 3041816 37 


3044896 3044829 37 


3046428 3046361 37 


3049538 3049471 37 


3069054 3068987 37 


Clostridia; 


ribosomal RNA, partial sequence 
Enterococcaceae; 


103 


S ribosomal RNA, partial sequence 


Lactobacillales; Aerococcaceae; Facklamia. 


103 


103 


HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Ornithinicoccus. 


103 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


103 


Bacillaceae; 


Vagococcus. 


gi|219846946 
Enterobac 
gi| 219846939 
2975480 29769 
Clostridiu 
gi|219846935 
Chl 
gi|219846934 
2983106 29845 


219846924 
sequence 

AnOxy. 
219846923 


gi 


gi 


219846922 
30014 
Brevibacillus 
gi|219846919 
3005987 30074 


gi 


gi| 219846916 


Actinom 
gi|219846907 


Enterococcaceae 
gi|219846905 


Clostridiales; 
gi|219846904 


Clostridiales; C 
gi| 219846903 
3030089 30315 


3037737 30392 


gi|219846895 
3040796 30422 


gi| 219846892 


gi| 219846891 


219846889 
30484 
Eremococcus 


gi 


Actinomycetales; 


ref|NR_026538.1 


ref 


NR_026511.1 


NR_026508.1 
3010413 301189 


3028583 30300 
lostridiaceae; 
ref |NR_026495.1 


3 


ref |NR_026487.1 


ref|NR_026484.1 
3043846 304530 


ref |NR_026483.1 
3045360 304685 
Micrococci 


ref |NR_026481.1 
54 3049838 Eremoc 


ref 


NR_026468.1 


gi|219846876 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


teriaceae; Dickeya. 

ref|NR_026531.1| Clostridium ultunense 

25 Clostridium ultunense Bacteria; 

m. 

ref|NR_026527.1| Chlamydophila 
2981577 2983055 Chlamydophila 

amydophila. 

ref|NR_026526.1| Bacillus vedderi 

83 Bacillus vedderi Bacteria; 

ref|NR_026516.1| Anoxybacillus 
2998293 2999816 Anoxybacillus 

bacillus. 

ref|NR_026515.1| Geobacillus pallidus 

82 Geobacillus pallidus Bacteria; 

ref|NR_026514.1| Brevibacillus 


33 3002946 Brevibacillus thermoruber 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 
; Microbacteriaceae; Frigoribacterium. 


Modestobacter 
4 Modestobacter 


ycetales; Frankineae; 

ref|NR_026499.1] Enterococcus 
3024035 3025459 Enterococcus 

; Enterococcus. 

ref|NR_026497.1| Desulfonispora 

ce 3027026 3028532 Desulfonispora 

Peptococcaceae; Desulfonispora. 

ref|NR_026496.1] Anaerobacter 


8 Anaerobacter 


Anaerobacter. 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


103 gi|219846901|ref|NR_026493.1| Clostridium indolis 
ridium indolis Bacteria; Firmicutes; 
Clostridium. 
103 gi|219846899|ref|NR_026491.1| Clostridium disporicum 
3034695 3036166 Clostridium disporicum Bacteria; 
Clostridiaceae; Clostridium. 
103 gi|219846898|ref|NR_026490.1| Clostridium 
sequence 3036217 3037686 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
103 gi|219846897|ref|NR_026489.1| Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Rarobacter 
9 Rarobacter 


Micrococcineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Eremococcus coleocola 
occus coleocola 


Microbacterium 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


145098 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; 


Proteobacteria; 


balaenopterae Bac 


145098 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


145098 Bacteria_16S 


strain TA68 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 


strain TAGA27 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
145098 Bacteria_16S 3097752 3097685 37 103 gi|219846857|ref|NR_026449.1 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 309807 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

145098 Bacteria_16S 3099203 3099136 37 103 gi| 219846856 |ref|NR_026448.1 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
145098 Bacteria_16S 3100699 3100632 37 103 gi| 219846855 |ref|NR_026447.1 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bact 


Lactobacillales; 


145098 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


145098 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


145098 Bacteria_16S 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


145098 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


145098 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


145098 Bacteria_16S 


strain HK1 0089 1 


Actinobacteria; Actinoba 
145098 Bacteria_16S 


strain GY-1 16S r 


Deinococcus-Thermus; 
145098 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


145098 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


145098 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 
145098 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


145098 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


145098 Bacteria_16S 


Lacto 
145098 Bacteria_16S 
strain 4-87 16S r 
G 
145098 Bacteria_16S 
balaenopterae str 


3070608 3070541 37 103 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
3073565 3073498 37 103 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3090233 3090166 37 103 gi 


gi 


teria; Firmicutes; Lactobacillales; 
3091668 3091601 37 103 

S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3093104 3093037 37 103 
ibosomal RNA, partial sequence 


gi 


gi 


3094621 3094554 37 103 
ribosomal RNA, partial sequence 


gi 


Aerococcaceae; Facklamia. 
3115676 3115609 37 
DMMZ 17 


a; Acti 


103 gi 
10 16S ribosomal RNA, partial s 


3117218 3117151 37 
star-1 
ia; Pro 


103 gi 


3120272 3120205 37 
MMZ 241 
Actinobacteria; Actinobacteridae; Ac 
Corynebacterium. 
3121731 3121664 37 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123278 3123211 37 103 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3133646 3133579 37 103 gi 
6S ribo 


103 gi 


e; 
103 gi 


cteridae; Actinomycetales; Micr 
3139605 3139538 37 103 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3141152 3141085 37 103 gi 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; Gemel 
3148708 3148641 37 103 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


v 


3153299 3153232 37 
16S rib 


103 gi 
cteridae; Actinomycetales; Micr 
3158041 3157974 37 103 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3165548 3165481 37 103 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
3176177 3176110 37 103 gi 


Vagococcu 
3072467 30738 
ain M1975/96/1 16S ribosomal RNA, part 
Ca 


3090574 30919 
Ignavigranu 


3092041 30935 
Micr 


3093562 30950 


nobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 


5 16S ribosomal RNA, partial se 


somal RNA, partial sequence 3132587 31340 


3138565 31400 


3140051 3141558 Gemel 


osomal RNA, partial sequence 3152235 31537 


3164429 31659 


219846875 
30695 
Ss. 
219846873 


Balneatri 
219846862 
ial sequen 
rnobacteri 
219846861 


m. 
219846860 


ococcineae 
219846859 


219846845 
equence 
inomycet 


219846844 
uence 
a; 


219846842 
quence 
tinomyceta 


219846841 
equence 

llaceae; A 
219846840 
ence 31221 
urinibacil 
219846833 


ococcineae 
219846829 


Meiotherm 
219846828 


la. 

219846823 

31476 
Cory 


ales; 


219846820 


ococcineae 
219846817 
equence 

les; Lachn 
219846812 


illus. 
219846804 


Alteromonad 


ref |NR_026467.1 
11 3070973 Vagoco 
ref|NR_026465.1 
xX. 
ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026453.1 
90 Ignavigranum 


ref |NR_026452.1 


7 Mi 
ref 


crococcaceae 
NR_026451.1 


ref |NR_026437.1 
3114620 311608 
ales; Micrococci 


v 


36.1 
2 


ref|NR_0264 
3116131 31176 
ales; Psych 


ref|NR_0264 
3119211 31205 
les; Corynebact 


34.1 
9 
e 


ref|NR_0264 

3120644 31221 
neurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026425.1 


33.1 
4 


; De 
ref 


rmacoccaceai 
NR_026421.1 


us. 
ref 
lab 


NR_026420.1 
ergeri Bacte 


ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


ref|NR_026412.1 


; Intrasporangia 
ref |NR_026409.1 

3156952 315844 
ospiraceae. 
ref |NR_026404.1 


45 Lactobacillus 


ref |NR_026396.1 


mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Granulicatella 
3 Granulicatella 
tella. 
Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 


Kocuria palustris 


28 Kocuria palustris Bacteria; 
es 


Kocuria. 
Corynebacterium 
1 Corynebacterium 
rineae; 


’ 


Arthrobacter rhombi 


rhombi Bacteria; 


, 


Arthrobacter. 
Facklamia ignava ATCC 
eria; Firmicutes; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Demetria terragena 


43 Demetria terragena Bacteria; 
e: 


Demetria. 
Meiothermus cerbereus 


’ 


00 Meiothermus cerbereus Bacteria; 


Gemella bergeri strain 
ria; Firmicutes; 


Corynebacterium 
bacterium falsenii 


orynebacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Desulfotomaculum 
6 Desulfotomaculum 


Lactobacillus kunkeei 
kunkeei Bacteria; 


3175122 317658 


Corynebacterium 
0 Corynebacterium 


145098 Bacteria_16S 
singulare strain 


3179273 3179206 37 


Corynebacteriaceae; Corynebacterium. 


145098 Bacteria_16S 


strain ATCC 700628 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 
145098 Bacteria_16S 
strain M408/89/1 


Corynebacterium. 
145098 Bacteria_16S 
mastitidis strain 


Corynebacterium. 
145098 Bacteria_16S 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; 


3180677 3180610 37 


3202129 3202062 37 


3206591 3206524 37 


3208116 3208049 37 


Corynebacteriaceae; Corynebacterium. 


145098 Bacteria_16S 


lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; 


3214089 3214022 37 


Corynebacteriaceae; Corynebacterium. 


145098 Bacteria_16S 


imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
145098 Bacteria_16S 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 
145098 Bacteria_16S 
strain DSM 11140 


145098 Bacteria_16S 


3215614 3215547 37 


3224779 3224712 37 


3226214 3226147 37 


3227764 3227697 37 


103 


IBS B52218 16S ribosomal RNA, partial 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


Facklamia. 


103 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


103 


S-8 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


103 


103 


103 


103 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


103 


CECT 4600 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


145098 Bacteria_16S 
strain DSM 10022 
Firmicutes; 
145098 Bacteria_16S 


acanthamoebae strain Bn9 16S ribosomal RNA, 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiace 


145098 Bacteria_16S 
lipolytica strain 
Bacteria; Firmicutes; 
145098 Bacteria_16S 


Clostridia; 


3230723 3230656 37 

Clostridiales; 
3233815 3233748 37 
3235339 3235272 37 


Clostridia; 
3241427 3241360 37 


103 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. I 


103 


complete sequence 


103 


JW265 16S ribosomal RNA, partial sequence 32342 
Clostridiales; 


103 


strain NZ35 16S ribosomal RNA, partial sequence 


Firmicutes; 
145098 Bacteria_16S 
africanus strain 


Desulfovibrio. 
145098 Bacteria_16S 


Clostridia; 


Clostridiales; 
3242975 3242908 37 


3246080 3246013 37 


Clostridiaceae; 


103 


DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; 


103 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 
145098 Bacteria_16S 


Listeriaceae; 


Listeria. 
3249046 3248979 37 


103 


strain WV6 16S ribosomal RNA, partial sequence 


Firmicutes; 
145098 Bacteria_16S 


Clostridia; 


Clostridiales; 
3265492 3265425 37 


Clostridiaceae; 


103 


DSM 10228 16S ribosomal RNA, partial sequence 


Firmicutes; 
145098 Bacteria_16S 
strain ATCC 13313 


145098 Bacteria_16S 
strain ATCC 29903 


145098 Bacteria_16S 


Clostridia; 


Clostridiales; 
3271541 3271474 37 


3273079 3273012 37 


3286727 3286660 37 


Clostridiaceae; 


103 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


103 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


103 


219846802 
sequence 


gi 


gi|219846801 


gi| 219846787 


gi|219846784 
gi|219846783 
219846778 


gi 


219846777 
32145 


gi 


219846771 
32236 


gi 


gi|219846770 


gi|219846769 
3226672 32281 


gi|219846767 


gi|219846765 


gi| 219846764 
Syntrophomonadac 
gi| 219846760 
3240430 32418 
Thermobrac 


gi|219846759 


gi|219846757 
3244997 32464 


gi|219846755 
3247999 32493 
Clostridiu 
gi|219846744 
3264433 32658 
Clostridiu 
219846740 
32704 


gi 


219846739 
32719 


gi 


gi|219846730 


nebacterineae; 


Actinomycetales; 


Actinomycetales; 


Corynebacterineae; C 


Actinomycineae; Acti 


Desulfovibrionales; 


ref|NR_026394.1 
3178210 317953 


ref |NR_026393.1 


ref |NR_026379.1 


ref |NR_026376.1 


ref|NR_026375.1 


Coryne 


ref |NR_026370.1 
321302 


Cory 


ref|NR_026369.1 
49 3216020 Coryne 


ref |NR_026363.1 
89 3225098 Actino 


ref |NR_026362.1 
; Intrasporangia 
ref |NR_026361.1 


ref |NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026352.1 


hium. 
ref|NR_026351.1 

3241884 324339 
Desu 


ref|NR_026349.1 


ref |NR_026347.1 
m. 

ref |NR_026336.1 
m. 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 


Corynebacterium 
2 Corynebacterium 


Corynebacterineae; 


Facklamia hominis 


3179583 3181087 Facklamia hominis Bacteria; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 
Corynebacteriaceae; 


Corynebacterium 


3205525 3207001 Corynebacterium mastitidis 
Corynebacterineae; Corynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Actinomyces europaeus 
myces europaeus 


nomycetaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 
Vibrio. 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Parachlamydia 
7 Parachlamydia 
a. 

Thermosyntropha 
syntropha lipolytica 
opha. 

Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
Lila. 

Shigella flexneri 

la flexneri Bacteria; 
Llas 


ref|NR_026322.1 


Clostridium pascui 


strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


Clostridium. 


145098 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


145098 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


145098 Bacteria_16S 


strain DSM 5351 1 


Firmicutes; Bacil 


145098 Bacteria_16S 


strain 1A-C 16S r 


145098 Bacteria_16S 


3297438 3297371 37 103 gi 


219846723 


ref 


NR_026315.1 


Pseudobutyrivibrio 


M 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
tes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

3298964 3298897 37 103 gi|219846722|ref|NR_026314.1| Blautia 

strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

3303575 3303508 37 103 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
6S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
lales; Salinicoccus. 

3311149 3311082 37 103 gi|219846713|ref|NR_026305.1| Georgenia muralis 
ibosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

3355217 3355150 37 103 gi|219846680|ref|NR_026272.1| Brachybacterium 

rain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


145098 Bacteria_16S 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 33572 


Actinobacteria; A 


145098 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


145098 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


145098 Bacteria_16S 


strain M17C 16S r 
Actinobacteria; A 


145098 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


145098 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 


Promicromonospora. 
145098 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


145098 Bacteria_16S 


strain DSM 20167 
Actinobacteria; A 


145098 Bacteria_16S 


strain DSM 20119 
Actinobacteria; A 


145098 Bacteria_16S 


strain DSM 20138 
Actinobacteria; A 


145098 Bacteria_16S 


histidinolovorans 
histidinolovorans 
Micrococcaceae; A 


145098 Bacteria_16S 


strain DSM 20116 
Actinobacteria; A 


145098 Bacteria_16S 


strain NCTC 10951 
Actinobacteria; A 


145098 Bacteria_16S 


strain CIP 103259 
Actinobacteria; A 


145098 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


145098 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 
3356777 3356710 37 103 gi 
ctinobacteridae; Actinomycetales; Micr 
3358340 3358273 37 103 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3359904 3359837 37 103 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3378142 3378075 37 103 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3394739 3394672 37 103 gi 


gi 


ctinobacteridae; Actinomycetales; Micr 
3396248 3396181 37 103 gi 

43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3399278 3399211 37 103 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3400813 3400746 37 103 gi 
ctinobacteridae; Actinomycetales; Micr 
3402339 3402272 37 103 gi 


ctinobacteridae; Actinomycetales; Micr 
3403878 3403811 37 103 gi 


ctinobacteridae; Actinomycetales; Micr 
3405408 3405341 37 103 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
rthrobacter. 
3406934 3406867 37 103 gi 
ctinobacteridae; Actinomycetales; Micr 
3413085 3413018 37 103 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3414547 3414480 37 103 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3429378 3429311 37 103 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3430866 3430799 37 103 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


145098 Bacteria_16S 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 


3432238 3432171 37 103 gi 


oc 
1 


e; 


s 


v 


oc 


oc 


en 


al 


s 


oc 


oc 


oc 


ar 
ri 


oc 


no 


no: 


he 


s 


ae 


219846679 


219846678 


219846677 


219846664 
3377063 33785 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 


219846648 


219846646 
Actinomyc 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 


219846643 
16S ribosomal RNA, partial sequence 3402800 34042 


219846642 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 


219846636 


219846635 


219846625 


219846624 
Actinomyc 


219846623 


; Actino 


myce 
ref 


; De 
ref 


occineae 


sequence 
Actinomycet 


equence 
Actinomy 


ref 


; De 
ref 


occineae 


, Br 
ref 


occineae 


ce 33951 
es; Micrococ 
ref 
equence 
etal 


ref 


7 Mi 
ref 


occineae 


7 Mi 
ref 


occineae 


> Mi 
ref 


uenc 


occineae 


tial seq 
dae; Act 


ref 


7 Mi 
ref 


occineae 


34120 
mycineae; Ac 
ref 
34134 
mycineae; Ac 
ref 
34282 
wanellaceae; 
ref 
equence 


etal 


ref 


3357257 33587 


3358821 33603 


98 3396650 Promi 


3398202 33996 


13 Arthrobacter 


49 Arthrobacter 


85 Arthrobacter 


inomycetales; M 


45 Arthrobacter 


06 3413422 Actin 


73 3414913 Actin 


93 3429730 Shewa 


3429781 34311 


tales; Micro 


NR_026271.1 


rmabacterace 
NR_026270.1 
7 
ales; Microc 
NR_026269.1 
3 
° 


les; Microc 


NR_026256.1 


rmacoccaceae 
NR_026241.1 


evibacteriac 
NR_026240.1 
c 
cineae; Pro 
NR_026238.1 
8 
c 


es; Microco 


NR_026237.1 


crococcaceae 
NR_026236.1 


crococcaceae 
NR_026235.1 


crococcaceae 
NR_026234.1 
e 340433 
i 


NR_026233.1 


crococcaceae 
NR_026228.1 
fo} 
tinomycetace 
NR_026227.1 
fo} 
tinomycetace 
NR_026217.1 
n 

Shewanella. 
NR_026216.1 
2 
a 


es; Coryneb 


NR_026215.1 


coccineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Brachybacterium 
2 Brachybacterium 


ccineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


micromonosporaceae Hi 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 


Arthrobacter oxydans 


oxydans Bacteria; 


’ 


Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 
Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Shewanella benthica 
ella benthica Bacteria; 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Corynebacterium 


3431175 3432575 Corynebacterium 


amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 

145098 Bacteria_16S 3433686 3433619 37 103 gi 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
145098 Bacteria_16S 3435044 3434977 37 103 gi 
pilosum strain ATCC 29592 16S ribosomal RNA, partial se 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 
145098 Bacteria_16S 3436478 3436411 37 
strain DZZM 328 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 
145098 Bacteria_16S 
strain DSM 20032 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 3456274 3456207 37 103 gi 
strain DSM 20550 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 3457803 3457736 37 103 gi 
strain DSM 20541 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 3459297 3459230 37 103 gi 
protophormiae strain DSM 20168 16S ribosomal RNA, parti 
protophormiae Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Arthrobacter. 

145098 Bacteria_16S 3460818 3460751 37 103 gi 
nicotinovorans strain DSM 420 16S ribosomal RNA, comple 
nicotinovorans Bacteria; Actinobacteria; Actinobacterid 
Micrococcaceae; Arthrobacter. 

145098 Bacteria_16S 3462339 3462272 37 
strain DSM 20546 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 3463861 3463794 37 103 gi 
polychromogenes strain DSM 20136 16S ribosomal RNA, par 
polychromogenes Bacteria; Actinobacteria; Actinobacteri 
Micrococcaceae; Arthrobacter. 

145098 Bacteria_16S 3465385 3465318 37 
strain DSM 20545 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 3466907 3466840 37 103 gi 
nicotianae strain DSM 20123 16S ribosomal RNA, partial 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
145098 Bacteria_16S 3468429 3468362 37 103 gi 
crystallopoietes strain DSM 20117 16S ribosomal RNA, pa 
crystallopoietes Bacteria; Actinobacteria; Actinobacter 
Micrococcaceae; Arthrobacter. 

145098 Bacteria_16S 3469955 3469888 37 
strain DSM 20133 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 3471475 3471408 37 103 gi 
globiformis strain DSM 20124 16S ribosomal RNA, partial 
globiformis Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
145098 Bacteria_16S 
strain 6843 DSM 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
145098 Bacteria_16S 3482051 3481984 37 103 gi 
strain NCTC 11636 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
145098 Bacteria_16S 3483510 3483443 37 103 gi 
acetireducens strain DSM 10703 16S ribosomal RNA, parti 
acetireducens Bacteria; Firmicutes; Clostridia; Clostri 
145098 Bacteria_16S 3498773 3498706 37 103 gi 
strain ATCC 51856 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
145098 Bacteria_16S 3503164 3503097 37 103 gi 


al 


103 gi 


3454745 3454678 37 103 gi 


oc 


oc 


oc 


al 
e; 


te 
ae 
103 gi 
oc 


ta: 
da 


103 gi 
oc 
se 
Ac 
rt 
id 
103 gi 


oc 


s 


3479118 3479051 37 103 gi 


no 
no 
al 


di 


no 


219846621 
en 


219846620 
qu 
in 

219846619 
6S ribosomal RNA, partial sequence 3435424 34367 
ne 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 


219846603 


219846602 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


219846600 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


219846598 


219846597 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 


219846595 
Actinomyc 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
219846588 
219846587 


219846577 


219846574 


ref |NR_026213.1 
26 3433942 Coryn 
nebacterineae; 


ce 34326 
es; Cory 


NR_026212.1 
3433993 343537 
es; Corynebacte 


ence 
omycetal 


ref|NR_026211.1 


bacterineae; Corynebact 


ref|NR_026199.1 


; Micrococcacea 
ref |NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
sequence 3458220 345969 
Actinomycetales; Microc 


occineae 


occineae 


occineae 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


sequenc 
Actino: 


, 


ref|NR_026193.1 
33 Arthrobacter 
occineae; Micrococcaceae 
ref|NR_026192.1 

346278 


nce 
omycetales; Micr 


al seque 
e; Actin 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026190.1 
3465830 346730 
tales; Micrococc 


occineae 


quence 
tinomyce 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


ial sequ 
ae; Acti 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcacea 
ref|NR_026187.1 
3470399 347186 
etales; Micrococ 


occineae 


equence 


ref |NR_026182.1 


; Actinomycetace 
ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026166.1 


mycineae 


34809 
mycineae 


sequenc 
ales; Cl 


34976 
mycineae 


e 
Cc 


r 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 
e 


riaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 
e 


; Kocuria. 


Arthrobacter agilis 


agilis Bacteria; 


, 


Arthrobacter. 

Nesterenkonia halobia 

halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 

occineae; 


v 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


v 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Clostridium 

2 Clostridium 

ostridium. 

Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Brevibacterium linens 


strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 


145098 Bacteria_16S 3506219 3506152 37 103 gi|219846572|ref|NR_026164.1| Microbacterium barkeri 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 
145098 Bacteria_16S 3507737 3507670 37 103 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

145098 Bacteria_16S 3509258 3509191 37 103 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

145098 Bacteria_16S 3510778 3510711 37 103 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

145098 Bacteria_16S 3512302 3512235 37 103 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

145098 Bacteria_16S 3513826 3513759 37 103 gi|219846567|ref|NR_026159.1| Rathayibacter rathayi 


strain DSM 7485 1 


145098 Bacteria_16S 3515350 3515283 37 


strain DSM 7486 1 


145098 Bacteria_16S 
strain DSM 20542 


3516869 3516802 37 


145098 Bacteria_16S 
strain DSM 20528 


3518391 3518324 37 


145098 Bacteria_16S 
strain ATCC 33530 
Bacteria; 
145098 Bacteria_16S 


3519946 3519879 37 


3524511 3524444 37 


gregorii strain NCIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 


gregorii Bacteria; 
Pseudonocardiaceae; 
145098 Bacteria_16S 


Saccharopolyspora. 
3532116 3532049 37 


DSM 316 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridia; 
145098 Bacteria_16S 
strain DSM 286 16 
Firmicutes; Clostridia; Clostridiales; 
145098 Bacteria_16S 3535114 3535047 37 
pseudalcaliphilus 
pseudalcaliphilus 
145098 Bacteria_16S 
strain DSM 8723 
Firmicutes; Bacillales; Bacillaceae; 
145098 Bacteria_16S 3538237 3538170 37 
strain DSM 8722 
Firmicutes; Bacillales; Bacillaceae; 
145098 Bacteria_16S 3539808 3539741 37 
strain DSM 8721 
Firmicutes; Bacillales; Bacillaceae; 
145098 Bacteria_16S 3541380 3541313 37 
strain DSM 8720 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; 
145098 Bacteria_16S 3542935 3542868 37 
strain DSM 8716 
Firmicutes; Bacillales; Bacillaceae; 
145098 Bacteria _16S 3544491 3544424 37 
strain DSM 8715 
Firmicutes; Bacillales; Bacillaceae; 
145098 Bacteria_16S 3546047 3545980 37 
DSM 6307 16S ribosomal RNA, 
Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 3550643 3550576 37 


Clostridiales; 
3533562 3533495 37 


Bacteria; Firmicutes; 
3536681 3536614 37 


paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 


103 


103 


103 


103 


103 


103 


Sarcina. 
103 


S ribosomal RNA, partial sequence 
Clostridiaceae; 


103 


Bacillales; 
103 


6S ribosomal RNA, partial sequence 
Bacillus. 


103 


6S ribosomal RNA, partial sequence 
Bacillus. 


103 


6S ribosomal RNA, partial sequence 
Bacillus. 


103 


complete sequence 
Bacillus. 


103 


6S ribosomal RNA, partial sequence 
Bacillus. 


103 


6S ribosomal RNA, complete sequence 
Bacillus. 


103 


complete sequence 


103 


6S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; My 


gi 


gi 


gi 


3532506 35339 


gi 


DSM 8725 16S ribosomal RNA, partial s 
Bac 


gi 


3535585 35370 


gi 


3537139 35386 


gi 


3538695 35402 


gi 


3540266 35417 


gi 


3541838 35433 


gi 


3543393 35448 


gi 


3544949 35464 


gi 


ococcineae; Microbacteria 


219846566 |ref 
ococcineae; Microbacteria 
219846565|ref 
ococcineae; Microbacteria 
219846564 |ref 
ococcineae; Microbacteria 
219846563|ref 
3518849 3520338 Mycop 
coplasma. 
219846560 
equence 

tinomycetales; 


5248 
Pseudonoca 


219846555 |ref 


219846554 |ref 
Sarcina. 
219846553 
equence 
illaceae; 
219846552 


Bacillus. 
ref 
88 Bacillus 
219846551|ref 
44 Bacillus 
219846550 |ref 
15 Bacillus 
219846549 |ref 
87 Bacillus 
219846548 | ref 
42 Bacillus 
219846547 |ref 
98 Bacillus 
219846546 |ref 
54 Bacillus 


219846543 |ref 


33 Rathayibacter 


NR_026158.1 
54 Rathayibacter 


NR_026157.1 
76 Curtobacterium luteum Bacteria; 


NR_026156.1 
98 Curtobacterium citreum Bacteria; 


NR_026155.1 


NR_026152.1 


NR_026146.1 
66 Sarcina ventriculi Bacteria; 


NR_026144.1 
halmapalus Bacteria; 


NR_026143.1 
gibsonii Bacteria; 


NR_026142.1 
agaradhaerens Bacteria; 


NR_026141.1 
clarkii Bacteria; 


NR_026140.1 
clausii Bacteria; 


NR_026139.1 
pseudofirmus Bacteria; 


NR_026138.1 
cohnii Bacteria; 


NR_026135.1 
3549572 3551038 Clostridium 


Cc 


Cc 


Cc 


Cc 


1 


8 
r 


NR_026147.1 
3531057 3532455 Sarcina maxima Bacte 


r 


3 


rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


eae; Curtobacterium. 
Curtobacterium citreum 


eae; Curtobacterium. 
Mycoplasma genitalium 

asma genitalium 
Saccharopolyspora 

4 Saccharopolyspora 


dineae; 


Sarcina maxima strain 


ia; Firmicutes; 


Sarcina ventriculi 


Bacillus 


4 Bacillus 


Bacillus halmapalus 


Bacillus gibsonii 


Bacillus agaradhaerens 


Bacillus clarkii 


Bacillus clausii 


Bacillus pseudofirmus 


Bacillus cohnii strain 


Firmicutes; 


Clostridium 


paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


145098 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; 


strain Milford 74 
Proteobacteria; 


strain ATCC 15338 
Proteobacteria; 


strain 717 16S ri 
Proteobacteria; 


nigripulchritudo 
nigripulchritudo 


145098 Bacteria_16S 


80 16S ribosomal 


Gammaproteobacter 
145098 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; 


strain NS 16S rib 
Proteobacteria; 


strain ATCC 35912 
Bacteria; Proteob 


145098 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


Clostridiaceae; C 


145098 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


145098 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


145098 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


145098 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


145098 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


145098 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


145098 Bacteria_16S 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


145098 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
145098 Bacteria_16S 


halophilum strain 
halophilum Bacter 


145098 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


145098 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


145098 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


145098 Bacteria_16S 


strain EN 101 16S 


Clost 
145098 Bacteria_16S 


G 
145098 Bacteria_16S 


G 


G 
145098 Bacteria_16S 


G 
145098 Bacteria_16S 


G 
145098 Bacteria_16S 


3552174 3552107 37 103 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3558420 3558353 37 103 gi 
16S ribosomal RNA, partial sequence 


gi 


3559900 3559833 37 103 gi 
16S ribosomal RNA, partial sequence 


3561415 3561348 37 103 
bosomal RNA, partial sequence 


gi 


3562936 3562869 37 103 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; 
3564421 3564354 37 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3565901 3565834 37 103 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3567407 3567340 37 103 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3568913 3568846 37 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3582412 3582345 37 103 gi 
p- thermolacticum strain TX41 16S ribo 


103 gi 


lostridium. 

3583957 3583890 37 103 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3593248 3593181 37 103 gi 


ridia; Clostridiales; Clostridiaceae; 
3599399 3599332 37 103 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3610085 3610018 37 103 gi 


lales; Planococcaceae; Planococcus. 
3611567 3611500 37 103 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3641735 3641668 37 103 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 
3643260 3643193 37 103 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 
3644792 3644725 37 103 
S ribosomal RNA, partial sequence 


, 


gi 


Stre 
3653926 3653859 37 103 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3658511 3658444 37 103 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3667742 3667675 37 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3669247 3669180 37 103 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670754 3670687 37 103 gi 
ribosomal RNA, partial sequence 


3551089 35526 
ammaproteobacteria; Vibrionales; Vibri 
ammaproteobacteria; Vibrionales; Vibri 
145098 Bacteria_16S 


3560299 35617 
ammaproteobacteria; Vibrionales; Vibri 


Gammaproteob 


3563299 3564734 Vibri 


3566301 35677 


6S ribosomal RNA, partial sequence 3592199 35936 


16S ribosomal RNA, partial sequence 3608971 36104 


3643713 36451 


3668184 36696 


219846542 


Caloramato 
219846537 
35572 
onaceae; V 
219846536 
35587 
onaceae; V 
219846535 


onaceae; V 
219846534 
sequence 

acteria; V 
219846533 


219846532 
35647 
onaceae; V 
219846531 


onaceae; V 
219846530 
35678 
les; Vibri 
219846521 
somal RNA, 


219846520 
equence 
ridiales; 

219846513 


Clostridiu 
219846508 
al sequenc 
idiales; C 
219846499 


219846498 
36104 


219846478 
quence 
e; Actinom 


219846477 
sequence 
Actinomyc 


219846476 


ptomycinea 
219846469 
sequence 

les; Pepto 
219846466 
sequence 
ria; Alter 
219846459 
36666 
cteriales; 
219846458 


Enterobac 


ref |NR_026134.1 
r. 
ref |NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


ibri 
ibri 


ref 
o ne 


onales; 
NR_026125.1 
reis Bacteri 


ref|NR_026124.1 
85 3566250 Vibrio 
ibrio, 
ref|NR_026123.1 


ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio 
ref|NR_026113.1 
partial sequenc 


Clos 
ref 


tridiaceae; 
NR_026105.1 


m. 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026070.1 
3640656 364213 
ycetales; Strept 


ref|NR_026069.1 
3642181 364366 
etales; Streptom 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026058.1 

3657404 365891 
omonadales; Shew 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026049.1 


teriaceae; Erwin 


219846457 


Clostridia; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Clostridium 
5 Clostridium 
Clostridium. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium 
6 Clostridium 
lostridium. 
Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 
ycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Shewanella 
0 Shewanella 
anellaceae; Shewanella. 
Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 


ref|NR_026048.1 


Brenneria nigrifluens 


3669690 3671145 Brenneria nigrifluens Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 


145098 Bacteria_16S 
wasabiae strain S 
Proteob 
145098 Bacteria_16S 
betavasculorum st 
betavasculorum Ba 


Bacteria; 


Pectobacterium. 


145098 Bacteria_16S 


strain 1846 16S 
Proteobacteria; 


145098 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; 


porcinus strain N 
Bacteria; Proteob 


145098 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


145098 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


145098 Bacteria_16S 


sporothermodurans 
sporothermodurans 


145098 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


145098 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycop 


145098 Bacteria_16S 


michiganensis sub 


G 


G 
145098 Bacteria_16S 


3672261 3672194 37 


3673770 3673703 37 
cteria; Proteobacteria; 


3675275 3675208 37 


3695023 3694956 37 


R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 


rain ATCC 43762 16S ribosomal RNA, par 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


103 gi|219846456|ref|NR_026047.1| Pectobacterium 
e 3671196 3672653 Pectobacterium wasabiae 
cteriales; Enterobacteriaceae; Pectobacterium. 
103 gi|219846455|ref|NR_026046.1| Pectobacterium 
tial sequence 3672704 3674161 Pectobacterium 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
103 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
3674212 3675666 Pantoea ananatis Bacteria; 
Enterobacteriaceae; Pantoea. 
103 gi|219846441|ref|NR_026032.1| Pasteurella aerogenes 


6S ribosomal RNA, partial sequence 3693916 36953 


20 Pasteurella aerogenes Bacteria; 


ammaproteobacteria; Pasteurellales; Pasteurellaceae. 

3696460 3696393 37 103 gi| 219846439 |ref|NR_026030.1| Actinobacillus 
M319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
acteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

3711507 3711440 37 103 gi|219846429|ref|NR_026020.1| Clostridium septicum 
I 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3720477 3720410 37 103 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
ibosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3723585 3723518 37 103 gi|219846419|ref|NR_026010.1] Bacillus 

strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
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3749952 3749885 37 103 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
ibosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3757553 3757486 37 103 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 

3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
lasmataceae; Mycoplasma. 
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145098 Bacteria_16S 3904951 3904884 37 103 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
145098 Bacteria_16S 3913993 3913926 37 103 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

145098 Bacteria_16S 3930946 3930879 37 103 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 


145098 Bacteria_16S 3932488 3932421 37 103 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

145098 Bacteria_16S 3951394 3951327 37 103 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

145098 Bacteria_16S 3952952 3952885 37 103 gi| 219846257 |ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

145098 Bacteria_16S 3958856 3958789 37 103 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

145098 Bacteria_16S 3960390 3960323 37 103 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 3985314 3985247 37 103 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 


strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 
145098 Bacteria_16S 3994208 3994141 37 103 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
145098 Bacteria_16S 4003133 4003066 37 103 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

145098 Bacteria_16S 4012185 4012118 37 103 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
145098 Bacteria_16S 4025768 4025701 37 103 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
145098 Bacteria_16S 4028845 4028778 37 103 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
145098 Bacteria_16S 4030395 4030328 37 103 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
145098 Bacteria_16S 4041078 4041011 37 103 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
145098 Bacteria_16S 4042536 4042469 37 103 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
145098 Bacteria_16S 4044068 4044001 37 103 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
145098 Bacteria_16S 4047100 4047033 37 103 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


145098 Bacteria_16S 4054519 4054452 37 103 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
145098 Bacteria_16S 4059055 4058988 37 103 gi|219846181|ref|NR_025771.1] Citricoccus 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 
145098 Bacteria_16S 4068110 4068043 37 103 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
145098 Bacteria_16S 4069650 4069583 37 103 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
145098 Bacteria_16S 4072633 4072566 37 103 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 


Incertae Sedis; 


145098 Bacteria_16S 4077177 4077110 37 103 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

145098 Bacteria_16S 4086453 4086386 37 103 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

145098 Bacteria_16S 4102883 4102816 37 103 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 4113487 4113420 37 103 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

145098 Bacteria_16S 4121041 4120974 37 103 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
145098 Bacteria_16S 4124160 4124093 37 103 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

145098 Bacteria_16S 4125661 4125594 37 103 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

145098 Bacteria_16S 4131684 4131617 37 103 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

145098 Bacteria_16S 4171819 4171752 37 103 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

145098 Bacteria_16S 4173341 4173274 37 103 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

145098 Bacteria_16S 4179469 4179402 37 103 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

145098 Bacteria_16S 4184052 4183985 37 103 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

145098 Bacteria_16S 4187088 4187021 37 103 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

145098 Bacteria_16S 4193223 4193156 37 103 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

145098 Bacteria_16S 4199145 4199078 37 103 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

145098 Bacteria_16S 4200629 4200562 37 103 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

145098 Bacteria_16S 4220440 4220373 37 103 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 4221993 4221926 37 103 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

145098 Bacteria_16S 4224972 4224905 37 103 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

145098 Bacteria_16S 4232501 4232434 37 103 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

145098 Bacteria_16S 4235533 4235466 37 103 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

145098 Bacteria_16S 4243018 4242951 37 103 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
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1049100 105058 
aceae; Balneariu 
ref|NR_028001.1 


ref|NR_027596.1 
Mitsuokella. 

ref |NR_027528.1 
62 1204620 Collin 
Coriobacterine 


, 
ref 
nce 
ae; 


NR_026380.1 
319961 
Actinomyceta 


ref |NR_026298.1 
3319157 332063 
eanospirillales; 
ref|NR_026251.1 
3384746 338616 
spirillales; Hal 
ref|NR_026149.1 
m. 
ref|NR_027228.1 
nceer 
ref 
ella 
ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025308.1 
07 Virgibacillus 


tae Sedis; H 
NR_026248.1 
morbi ATCC 


ref 
nce 
myce 


NR_026225.1 

341641 
tales; Actin 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Sedimentibacter 
Sedimentibacter 

amily XI. Incertae 


Halomonas 
Halomonas 
alomonadaceae; 


Brevibacterium 
Brevibacterium 


eae; Brevibacteriaceae; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Balnearium 
0 Balnearium 
m. 
Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Chromohalobacter 
8 Chromohalobacter 


omonadaceae; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Catonella morbi ATCC 
51271 Bacteria; 


Halomonas muralis 

nas muralis Bacteria; 
Virgibacillus proomii 
proomii Bacteria; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 


ref |NR_029359.1 
18082 19577 


Hymenobacter 
Hymenobacter 


Sphingobacteriales; Flexibacteraceae; 


145098 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; 


thermoacetoxidans 
thermoacetoxidans 


145098 Bacteria_16S 
actinomycetemcomi 

Aggregatibacter actinomycetemcomitans Bacteria; 
P 
145098 Bacteria_16S 


Pasteurellales; 


californicum stra 
californicum Bact 


145098 Bacteria_16S 


strain YIM 70085 


marinisedimentoru 
marinisedimentoru 


145098 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 


Saccharospirillum. 
145098 Bacteria_16S 


montpellierensis 
montpellierensis 


145098 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


145098 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


145098 Bacteria_16S 
6S ribosomal RNA, partial sequence 940206 94166 


strain DSM 2588 1 
Bacteroidetes; Sp 


145098 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


145098 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


145098 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


145098 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


145098 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


145098 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


145098 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


145098 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


145098 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


145098 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


G 
145098 Bacteria_16S 


asteurellaceae; Aggregatibacter. 

300605 300529 23 98 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
422418 422350 36 103 gi 


oc 
515954 515886 36 103 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
605483 605415 36 103 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


767042 766974 36 103 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
842047 841979 36 103 gi 


hingobacteria; Sphingobacteriales; Chiti 
1051715 1051647 36 103 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Oceanosp 
1157236 1157168 36 103 gi 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1160260 1160192 36 103 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1317312 1317240 32 103 gi 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1484245 1484177 36 103 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1617365 1617297 36 103 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


ir 


ne 


, 


al 


H 


s 
ph 
1618888 1618820 36 


103 gi 


hingobacteria; Sphingobacteriales; Cyclo 
1620411 1620343 36 103 gi 
n LMG 21971 16S ribosomal RNA, partial 


ria; Bacteroidetes; Sphingobacteria; S 


s 
ph 


1621934 1621866 36 103 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1 
Sp 


1756106 1756038 36 103 gi 


ammaproteobacteria; Oceanospirillales; H 


145098 Bacteria_16S 


265678860 
uence 

smataceae; 
265678773 
16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
145098 Bacteria_16S 265678708 
partial se 
obacteria; 
265678648 
ence 60442 
irillales; 


265678535 
artial seq 


tridiales; 
265678485 


265678343 


228721492 
bacteriace 
228721485 
228715851 
1316224 13177 


219857506 
1483159 14846 


219878465 


219878464 
16S ribosomal RNA, partial sequence 1617815 16192 


219878463 


219878462 


219878369 
6S ribosomal RNA, partial sequence 1755010 17565 


ref 


Myc 
ref 


a 
ref 


occineae 


ref 
Sac 


ref 
uenc 


ref 


nophagaceae; 
ref 

10506 
illales; Mar 
ref 
e 11561 
ae; 
ref 

11591 
Peptococcace 
ref 
Micr 


es; ococ 


ref 
alomonadacea 
ref 
equence 
ingobacteria 
ref 
bacteriaceae 
ref 
equence 
ingobacteria 
ref 
sequence 
hingobacteri 
ref 


alomonadacea 


1818267 1818199 36 103 gi 


219878324 


ref 


299496 30094 


quen 
Rei 


0 605869 Sacch 


Vei 


3 Chitinophaga 


31 1052062 Marin 


51 1157635 Strep 


66 1160688 Desul 


1616292 16177 


87 Algoriphagus 


NR_029166.1 
5 
oplasma. 
NR_029078.1 


niellaceae; 
NR_029013.1 
ce 514864 
nekea. 
NR_028953.1 
charospirill 
NR_028839.1 
e 765978 
llonellacea 
NR_028788.1 


Chitinopha 
NR_028645.1 
° 
inospirillu 
NR_027615.1 
t 
Streptobacil 
NR_027608.1 
£ 
ae; Desulfot 
NR_027540.1 


cineae; Trop 
NR_025094.1 


e; Kushneria 
NR_025604.1 
6 
a 


les; Cyclob 


NR_025603.1 


; Algoriphag 
NR_025602.1 


1619338 162081 


les; Cycloba 


NR_025601.1 


1620861 162233 


ales; Cyclob 
NR_025508.1 


e; 


a 


e 


44897 44829 36 103 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 

ammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

54216 54152 40 103 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

293127 293060 37 103 gi|265678865|ref|NR_029171.1| Aggregatibacter 

tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


Mycoplasma 
Mycoplasma 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
Ya 


Yaniella. 
Reinekea 
516365 Reinekea 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Veillonella 

767386 Veillonella 
Veillonella. 
Marinospirillum 


v 


in 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
acteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 
890341 890273 37 103 gi|265678451|ref|NR_028753.1| Actinomadura 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 
941265 941197 36 103 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 


pinensis Bacteria; 
g 


a. 
Marinospirillum 
spirillum insulare 


m. 


Streptobacillus 
obacillus moniliformis 
lus. 

Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonas. 


NR_025463.1 


Sporocytophaga 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 


myxococcoides Bac 
Sporocytophaga. 


teria; Bacteroidetes; Sphingobacteria; 


Sphingobacteriales; 


Flexi 


bacteraceae; 


145098 Bacteria_16S 
molinativorax str 
molinativorax Bac 
Microbacteriaceae; 
145098 Bacteria_16S 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; Proteob 
145098 Bacteria_16S 
aerophilus strain 
aerophilus Bacteria; 
145098 Bacteria_16S 
paucivorans strai 
paucivorans Bacteria; 
145098 Bacteria_16S 


glaciale strain ACAM 644 16S ribosomal RNA, partial seq 
Bacteroidetes; 


glaciale Bacteria; 
145098 Bacteria_16S 
lagogenitalium st 
lagogenitalium Ba 
145098 Bacteria_16S 
strain CH 16S rib 
Tenericutes; Moll 
145098 Bacteria_16S 
strain 383 16S ri 
Tenericutes; Moll 
145098 Bacteria_16S 
strain H/Tl 16S r 
Tenericutes; Moll 
145098 Bacteria_16S 
strain TB 16S rib 
Tenericutes; Moll 
145098 Bacteria_16S 
strain A3.12 16S 
Proteobacteria; D 
145098 Bacteria_16S 
strain SMCC W459 
Firmicutes; Clost 
145098 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
145098 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; 
145098 Bacteria_16S 

strain GTC 854 16 
Firmicutes; Bacil 
145098 Bacteria_16S 


stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria; 


Marinobacterium. 
145098 Bacteria_16S 
strain IAM 14848 


145098 Bacteria_16S 
strain IAM 14851 


145098 Bacteria_16S 
minutulum strain 
minutulum Bacteri 
145098 Bacteria_16S 
strain M165/69 16 
Tenericutes; Moll 
145098 Bacteria_16S 
strain NCTC 3438 16S 
Bacteria; Proteob 
145098 Bacteria_16S 
strain C-1 16S ri 
Proteobacteria; G 
145098 Bacteria_16S 
strain PV1 16S ri 
Firmicutes; Clost 
145098 Bacteria_16S 


acteria; 


1834976 1834904 32 


ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 


1905097 1905030 37 


1906445 1906377 36 


I/26Corl 16S ribosomal RNA, partial s 
Sphingobacteria; 


Bacteroidetes; 
2040462 2040394 36 


n 2992-95 16S ribosomal RNA, partial s 
Lactobacillales; Aero 


Firmicutes; 
2106332 2106264 36 


2203281 2203205 23 


rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 


2210835 2210759 23 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2479366 2479290 23 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2480875 2480799 23 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2485408 2485332 23 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2533882 2533814 36 


ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 


2599183 2599115 36 


Clostridiales; Peptoc 
2732486 2732418 36 


train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


Firmicutes; 
2739889 2739821 36 


Na82 16S ribosomal RNA, partial sequen 
Thermoanaerobacterale 


Clostridia; 
2769615 2769551 40 


S ribosomal RNA, partial sequence 
lales; 


Bacillaceae; Bacillus 
2866886 2866818 36 


Proteobacteria; Gammaproteobacteria; 


2900615 2900543 32 


2902150 2902078 32 


2928102 2928034 36 


ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 


3754544 3754468 23 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3825711 3825644 37 
ribosomal RNA, complete 


acteria; Gammaproteobacteria; Pasteure 


3836129 3836061 36 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


4071178 4071110 36 


bosomal RNA, partial sequence 
ridia; 


14561 14494 36 


Flavobacteria; 


Clostridiales; Veillonellaceae; 


103 219878312 
uence 


e; 


gi 


103 219878260 


19040 


gi 


ales; 
219878259 
equence 
hi 
219878168 
equence 
coccaceae; 
219878116 
uence 
acteriales 
219857597 
equence 
la 
gi| 219857592 
2209746 22112 


103 gi 
Sp 


103 gi 


103 gi 
Flavob 


98 gi 


98 


98 gi| 219857397 


2478295 24797 
98 gi| 219857396 
2479798 24812 
98 gi| 219857393 
2484337 24857 


103 gi| 219857355 |ref|NR_024943.1 
2532800 2534256 Peredibacter 

Bacteriovoracaceae; Pered 

103 gi|219857269|ref|NR_024900.1 


16S ribosomal RNA, partial sequence 2598095 25994 
ridia; 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


occaceae; Desulfotomaculum. 
103 gi|219857166|ref|NR_024794.1 
sequence 2731401 273285 
Carnobacteriaceae; Marinil 
103 gi|219857161|ref|NR_024789.1 
ce 2738810 2740172 Thermo 
s; Thermodesulfobiaceae; T 
103 gi| 219857138 |ref|NR_024766.1 

2768556 27700 

103 gi|219856880|ref|NR_024699.1 
equence 2865789 286730 
Alteromonadales; Alteromo 
103 gi|219856856|ref|NR_024675.1 
ococcineae; Microbacteriac 
103 gi| 219856855 |ref|NR_024674.1 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ococcineae; Microbacteriac 
103 gi|219856838|ref|NR_024657.1 
sequence 2927022 292847 
; Oceanospirillales; Marin 
98 gi|219846396|ref|NR_025987.1 


3753459 37549 


103 gi 
sequence 


219846346 
38245 
llales; Pa 
gi| 219846338 
3835060 38365 
Halomonad 
gi|219846172 
4070099 40715 
Veillonel 
265679054 


103 


103 


102 gi 


subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 


Actinomycet 


Chro: 


ngobacte 


smatacea 


NR_025451.1 
1833888 183531 
ales; Microc 


ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025398.1 
1905456 190681 
riales; Flexibac 
ref |NR_025307.1 
2039358 204086 
Dolosicoccus. 
ref|NR_025255.1 
105286 210665 

; Cryomorphaceae 
ref|NR_025185.1 
2202199 220366 
e; Mycoplasma. 
ref|NR_025180.1 


is} 


ref |NR_024985.1 


ref 


NR_024984.1 


ref|NR_024981.1 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref|NR_025928.1 


acea 
ref 


e; Halomonas 
NR_025762.1 


la. 


Gulosibacter 
7 Gulosibacter 
occineae; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 

Dolosicoccus 
7 Dolosicoccus 


Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Mycoplasma 
9 Mycoplasma 


v 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 

Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Marinospirillum 

7 Marinospirillum 

ospirillum. 

Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


ref|NR_029362.1 
13461 14981 


Francisella tularensis 
Francisella tularensis 


subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 


Francisella. 


145098 Bacteria_16S 161940 161873 37 103 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 192461 192394 37 103 gi|265678935|ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

145098 Bacteria_16S 209435 209368 37 103 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

145098 Bacteria_16S 215646 215579 37 103 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

145098 Bacteria_16S 271782 271715 37 103 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

145098 Bacteria_16S 314386 314319 37 103 gi|265678851|ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 


Bacteria; Firmicu 


145098 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


145098 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


145098 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


145098 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


145098 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


145098 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


145098 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


145098 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


145098 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


145098 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


145098 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


145098 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


145098 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


145098 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


145098 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


Bacteria; Actinobacteria; Actinobacter 


473161 473094 37 103 
ribosomal RNA, partial sequence 
bacillales; Weissella. 

488475 488408 37 103 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
510012 509945 37 103 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

566479 566400 25 103 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; 


gi 


F 


578472 578405 37 103 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
604084 603989 3 96 gi 
16S ribosomal RNA, partial sequence 

cales; Desulfurobacteriaceae; Thermovi 
622312 622233 25 103 gi 
2 16S ribosomal RNA, partial sequence 

idetes; Flavobacteria; Flavobacteriale 
666364 666297 37 103 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 


145098 Bacteria_16S 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 


idae; Bi 


ce 487 
irillale 


quence 
inomycet 


sequence 


ence 577 
irillale 


602 
brio. 


Ss; 


eae; 


796150 796083 37 103 gi 


265678736 
472041 47353 


265678726 


265678712 


265678675 
lavobacter 


265678667 


265678649 


265678637 

62122 
Flavoba 
265678605 
665236 66673 
Pelos 
265678515 
795040 796555 Leptospirillum ferriphilum 


fidobacteriales; B 


ref|NR_029041.1 


ref |NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref|NR_029017.1 

508981 510331 
es; Corynebacter 


37 
Ss; 


al 


ref|NR_028980.1 
565378 566823 
iales; Flavobact 


ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus 
ref |NR_028954.1 
5 604369 Thermo 


40 
S; 


90 


ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref |NR_028910.1 


pora 


tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335838 335771 37 103 gi| 265678834 |ref|NR_029139.1| Bifidobacterium 
95 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 

337405 337338 37 103 gi| 265678833 |ref|NR_029138.1| Parascardovia 
n B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
ria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 

338969 338902 37 103 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 

396155 396088 37 103 gi|265678791|ref|NR_029096.1| Tenuibacillus 
n 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
tes; Bacillales; Bacillaceae; Tenuibacillus. 

413245 413178 37 103 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

419363 419296 37 103 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
bosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

442596 442529 37 103 gi|265678760|ref|NR_029065.1| Bifidobacterium 
strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 


ifidobacteriaceae; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Marinomonas 
monas ushuaiensis 


Corynebacterium 
Corynebacterium 
ineae; 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Thalassolituus 
solituus oleivorans 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Chryseobacterium 
obacterium defluvii 
seobacterium. 
Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


ref|NR_028818.1 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


Leptospirillum 


145098 Bacteria_16S 808542 808475 37 103 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

145098 Bacteria_16S 817697 817631 37 103 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

145098 Bacteria_16S 857079 857012 37 103 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

145098 Bacteria_16S 888847 888781 37 103 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

145098 Bacteria_16S 958373 958306 37 103 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

145098 Bacteria_16S 967636 967569 37 103 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

145098 Bacteria_16S 1047154 1047087 37 103 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

145098 Bacteria_16S 1065344 1065277 37 103 gi| 265678334 |ref|NR_028636.1| Marinomonas 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

145098 Bacteria_16S 1124080 1124013 37 103 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

145098 Bacteria_16S 1192022 1191955 37 103 gi|228715750|ref|NR_027538.1| Persephonella marina 
strain EX-H1l 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
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1275013 1274934 25 103 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
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ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
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teriaceae; Provi 
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8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Ss. 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
s. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Parasporobacterium 
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ium. 
Neochlamydia 
9 Neochlamydia 

Sejongia jeonii strain 
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Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Corynebacterium 
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rineae; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Providencia stuartii 
encia stuartii Bacteria; 
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ref|NR_025557.1 


Bacillus aeolius 


1684753 1686155 Bacillus aeolius Bacteria; 


145098 Bacteria_16S 
strain JK 615 16S 


1733192 1733125 37 103 
ribosomal RNA, partial sequence 


gi| 219878386 
1732113 17335 


ref|NR_025525.1| Butyrivibrio hungatei 
87 Butyrivibrio hungatei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

145098 Bacteria_16S 1737748 1737681 37 103 gi| 219878383 |ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

145098 Bacteria_16S 1833522 1833455 37 103 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

145098 Bacteria_16S 1862368 1862301 37 103 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

145098 Bacteria_16S 1863875 1863808 37 103 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
145098 Bacteria_16S 1865457 1865390 37 103 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

145098 Bacteria_16S 1920167 1920088 25 103 gi|219878248|ref|NR_025387.1| Chryseobacterium 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
145098 Bacteria_16S 1921675 1921596 25 103 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 1922061 Chryseobacterium 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

145098 Bacteria_16S 1944537 1944470 37 103 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

145098 Bacteria_16S 1946106 1946039 37 103 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

145098 Bacteria_16S 1967335 1967268 37 103 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

145098 Bacteria_16S 2127625 2127559 37 103 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 

145098 Bacteria_16S 2177541 2177474 37 103 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 


strain IH003 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 
145098 Bacteria_16S 2197213 2197146 37 
pantheris strain LMG 21017 16S ribosomal RNA, 
pantheris Bacteria; Firmicutes; Lactobacillales; 
145098 Bacteria_16S 2281021 2280958 36 98 
strain 852 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 


103 


145098 Bacteria_16S 2356495 2356428 37 103 gi| 219857490 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; 
Desulfovibrionaceae; Desulfovibrio. 

145098 Bacteria_16S 2365684 2365617 37 103 gi| 219857483 
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lasmataceae; Mycoplasma. 

gi|219857459|ref|NR_025047.1| Nocardiopsis 


nce 


2400924 2402372 Nocardiopsis 


kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

145098 Bacteria_16S 2408159 2408080 25 103 gi|219857455|ref|NR_025043.1| Riemerella columbina 
strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

145098 Bacteria_16S 2419012 2418945 37 103 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 


strain DSM5578 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 

145098 Bacteria_16S 2420567 2420500 37 103 
strain IH25 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 
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145098 Bacteria_16S 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequen 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; 
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145098 Bacteria_16S 
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Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
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8 Thermoflavimicrobium 


Thermoflavimicrobium. 


Arthrobacter 
2 Arthrobacter 


Micrococcineae; 


Lactobacillus mucosae 
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Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Lentibacillus 
9 Lentibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Alicyclobacillus 
6 Alicyclobacillus 
us. 
Oceanobacter kriegii 


kriegii Bacteria; 


Pseudospirillum 
7 Pseudospirillum 


Pseudospirillum. 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Facklamia 
3 Facklamia 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Halomonas eurihalina 
nas eurihalina Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Methylomonas fodinarum 


fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomo 


nas. 


ref|NR_026088.1 


Alloiococcus otitis 


strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 


Firmicutes; 


Lactobacillales; 


Carnobacteriaceae; Alloiococcus. 


145098 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


145098 Bacteria_16S 
in ATCC 19171 16S ribosomal RNA, partial 
Clostridia; 


fibrisolvens stra 


fibrisolvens Bacteria; 
145098 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


strain PG8 16S ri 
Tenericutes; Moll 


strain 19L 16S ri 
Tenericutes; Moll 


strain PS6 16S ri 
Tenericutes; Moll 


strain 62 16S rib 
Proteobacteria; G 


F275 16S ribosoma 
Lactobacillales; 


145098 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


145098 Bacteria_16S 


acidophilum strai 
Bacteria; Aquific 


vulcanalis strain 
Bacteria; Firmicu 


strain SS20 16S r 
Proteobacteria; G 


strain PS-1 16S r 
Tenericutes; Moll 


3704017 3703938 25 


teria; Bacteroidetes; 


3763681 3763614 37 


Firmicutes; 


3780187 3780124 36 


3790614 3790547 37 


3792150 3792083 37 


3799729 3799666 36 


3837659 3837592 37 


3861885 3861818 37 


Lactobacillaceae; 
3897433 3897366 37 


tes; Lactobacillales; 


3957374 3957307 37 


4048646 4048579 37 


4056023 4055956 37 


4107406 4107339 37 


4197732 4197665 37 


1 RNA, partial sequence 


103 


Flavobacteria; 


103 


98 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
145098 Bacteria_16S 


103 


bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Achol 
145098 Bacteria_16S 


103 


bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; 
145098 Bacteria_16S 


98 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
145098 Bacteria_16S 


103 


osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; 
145098 Bacteria_16S 


103 


3860745 3862279 Lactobacillus reuteri 
Lactobacillus. 


103 


103 


103 


103 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
145098 Bacteria_16S 


103 


ibosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; 
145098 Bacteria_16S 


103 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


salicampi strain 
Bacteria; 


strain ATCC 23391 
Tenericutes; Moll 


Firmicutes; 
145098 Bacteria_16S 


4209703 4209636 37 


Bacillales; 
288409 288347 37 


803955 803893 37 


103 


98 


98 


strain PG14 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


145098 Bacteria_16S 


sanguinis strain 


Brevibacterium. 


145098 Bacteria_16S 


1133042 1132988 37 


1246516 1246454 41 


90 


103 


strain 13.4 16S ribosomal RNA, partial sequence 


strain MP145 16S 


1393103 1393041 37 


98 


ribosomal RNA, partial sequence 


gi 


gi 


Clostridiales; 


gi 
gi 
37 


gi 
37 


gi 
37 


gi 
38 


gi 


gi 


X-1 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


gi 


n 3H-1 16S ribosomal RNA, partial sequence 39562 
ae; Aquificales; Aquificaceae; 
145098 Bacteria_16S 


Hydrogenobaculum. 


gi 


CsHg2 16S ribosomal RNA, partial sequence 40475 
tes; Bacillales; Alicyclobacillaceae; 
145098 Bacteria_16S 


gi 


leplasmataceae; 


219846434 


Flavobacteriales; 


219846390 


219846377 


3779118 37805 


219846370 


219846369 


219846363 


219846337 


36584 38380 


219846321 


219846297 


38963 


219846254 


219846188 


89540 3791015 Acholeplasma 
Acholeplasma. 


91066 3792555 Acholeplasma 
Acholeplasma. 


ref |NR_026025.1 


ref |NR_025981.1 
ref|NR_025968.1 
ref |NR_025961.1 
ref|NR_025960.1 
ref 


NR_025954.1 


ref|NR_025927.1 
63 Halomonas pac 


ref |NR_025844.1 


ref|NR_025778.1 


Riemerella 


ain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 
Flavobacteriaceae; 


Riemerella. 
Butyrivibrio 


sequence 3762598 3764074 Butyrivibrio 
Lachnospiraceae; Butyrivibrio. 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Acholeplasma laidlawii 
laidlawii Bacteria; 


Acholeplasma oculi 
oculi Bacteria; 


Mycoplasma agassizii 


98661 3800102 Mycoplasma agassizii Bacteria; 


Halomonas pacifica 
ifica Bacteria; 


Halomonas. 
ref|NR_025911.1| Lactobacillus reuteri 
Bacteria; Firmicutes; 
ref|NR_025887.1| Tetragenococcus 


31 3897842 Tetragenococcus muriaticus 
Tetragenococcus. 


Hydrogenobaculum 


75 3957710 Hydrogenobaculum acidophilum 


Alicyclobacillus 


66 4049023 Alicyclobacillus vulcanalis 


Alicyclobacillus. 

219846183|ref|NR_025773.1| Halomonas koreensis 
4054980 4056378 Halomonas koreensis Bacteria; 

Halomonadaceae; Halomonas. 

219846148 |ref|NR_025738.1| Acholeplasma pleciae 


gi 


4106362 41078 


gi 


4196627 41980 
lales; Bacillaceae; Anoxybacillus. 
145098 Bacteria_16S 


gi 


SF-20 16S ribosomal RNA, partial sequence 


Bacillaceae; Lentibacillus. 


gi 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
145098 Bacteria_16S 


gi 


802889 80433 


gi 


CF63 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


1245479 12468 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
145098 Bacteria_16S 


gi 


1392046 13934 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


145098 Bacteria_16S 


2198750 2198688 37 


98 


strain 128 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


145098 Bacteria_16S 


2200249 2200187 37 


98 


strain MX9 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


145098 Bacteria_16S 


2204780 2204718 37 


98 


strain 486 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


145098 Bacteria_16S 


2207791 2207729 37 


98 


strain 462/2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi 


2197691 21991 


gi 


2199190 22006 


gi 


2203720 22051 


gi 


219846077 


219846069 
42085 


265678868 
28734 
265678510 


253680768 


11319 


Micr 


219857484 


228716184 


219857600 


219857599 


219857596 


Acholeplasma. 


18 Acholeplasma 


ref|NR_025667.1 
08 Anoxybacillus 


ref|NR_025659.1 


ref |NR_029174.1 


ref|NR_028813.1 


ref|NR_028016.1 


ococcineae; 


ref|NR_025072.1 
80 Amycolatopsis 
eae; 


ref|NR_027548.1 


ref|NR_025188.1 
ref 


NR_025187.1 


ref|NR_025184.1 


219857594 


ref|NR_025182.1 


pleciae Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Lentibacillus 


91 4210111 Lentibacillus salicampi 


Mycoplasma felis 


1 288773 Mycoplasma felis Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Brevibacterium 


55 1133449 Brevibacterium sanguinis 
Brevibacteriaceae; 


Amycolatopsis rubida 
rubida Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma dispar 


2206719 2208193 Mycoplasma dispar Bacteria; 


145098 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


145098 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


columbinasale str 
columbinasale Bac 


145098 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


145098 Bacteria_16S 


strain N2 16S rib 
Proteobacteria; A 


145098 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


145098 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


145098 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


145098 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


145098 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain DD 16S rib 
Tenericutes; Moll 


2209307 2209245 37 98 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212334 2212272 37 98 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213834 2213772 37 98 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215332 2215270 37 98 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216832 2216770 37 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2368706 2368644 37 98 gi 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
2370188 2370126 37 98 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371699 2371637 37 98 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2373208 2373146 37 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374714 2374652 37 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376225 2376163 37 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379246 2379184 37 98 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2380752 2380690 37 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2560706 2560652 50 103 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; 
3108123 3108065 46 103 gi 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3217168 3217100 36 103 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3379685 3379617 36 103 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


gi 


Synergistace 


3691970 3691908 37 98 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3751490 3751428 37 98 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3756046 3755984 37 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3787644 3787582 37 98 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3857359 3857297 37 98 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858845 3858783 37 98 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


145098 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


3884996 3884934 37 98 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857593 


2208244 22096 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857588 


2215772 22172 


219857481 
sequence 
lasmatacea 

219857480 


2369126 23705 


219857479 


2370638 23720 


219857478 


2372144 23736 


219857477 


2373653 23751 


219857476 


2375159 23766 


219857474 
uence 
asmataceae 

219857473 


2379691 23811 


219857337 


2559665 25611 


ae; Aminob 
219846850 


3107102 31085 


hodobacter 
219846776 
ence 32160 
; Streptoc 
219846663 
equence 

a; Desulfo 


219846443 


3690909 36923 


219846398 

quence 

asmataceae 
219846395 


3754983 37564 


219846372 


3786577 37880 


219846324 


3856288 38577 


219846323 


3857775 38592 


219846306 


ref 


ref 


ref 


ref 


ref 


ref 
2367647 23690 
e; Mycoplasma. 


NR_025181.1 
95 Mycoplasma cynos Bacteria; 


NR_025179.1 
23 Mycoplasma columborale Bacteria; 


NR_025178.1 
23 Mycoplasma citelli Bacteria; 


NR_025177.1 
21 Mycoplasma buteonis Bacteria; 


NR_025176.1 
21 Mycoplasma anatis Bacteria; 


NR_025069.1 


7 


ref 
ref 
ref 
ref 
ref 


ref 
2378183 23796 

; Mycoplasma. 

ref 


ref 
acterium. 
ref 
acea Rhodovul 
ref 
71 3217589 Strep 
occus. 


e; 


NR_025068.1 
87 Mycoplasma primatum Bacteria; 


NR_025065.1 
08 Mycoplasma lipofaciens Bacteria; 


NR_025064.1 
25 Mycoplasma iners Bacteria; 


NR_025062.1 


NR_025061.1 
46 Mycoplasma caviae Bacteria; 


NR_024925.1 
17 Aminobacterium mobile Bacteria; 


NR_026442.1 
15 Rhodovulum robiginosum Bacteria; 


NR_026368.1 


NR_025067.1 
93 Mycoplasma opalescens Bacteria; 


NR_025066.1 
02 Mycoplasma maculosum Bacteria; 


4 


uo 


hes 


ref 
3 
vibr 


378593 33800 
ionales; De 


ref 


ref 
3750418 37518 

; Mycoplasma. 

ref 


ref 
ref 


ref 


NR_026255.1 


NR_025989.1 


NR_025986.1 
34 Mycoplasma bovirhinis Bacteria; 


NR_025963.1 
11 Mycoplasma felifaucium Bacteria; 


NR_025914.1 
24 Mycoplasma meleagridis Bacteria; 


NR_025913.1 
05 Mycoplasma gallinaceum Bacteria; 


9 
s 


NR_026034.1 
64 Mycoplasma adleri Bacteria; 


9 


Mycoplasma cynos 


Mycoplasma columborale 


Mycoplasma citelli 


Mycoplasma buteonis 


Mycoplasma anatis 


Mycoplasma 


5 Mycoplasma 


Mycoplasma primatum 


Mycoplasma opalescens 


Mycoplasma maculosum 


Mycoplasma lipofaciens 


Mycoplasma iners 


Mycoplasma 


0 Mycoplasma 


Mycoplasma caviae 


Aminobacterium mobile 


Rhodovulum robiginosum 


mM. 


Streptococcus 
ococcus thoraltensis 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 
Mycoplasma adleri 
Mycoplasma 


2 Mycoplasma 


Mycoplasma bovirhinis 


Mycoplasma felifaucium 


Mycoplasma meleagridis 


Mycoplasma gallinaceum 


ref 


NR_025896.1 
3883911 3885377 Mycoplasma corogypsi Bacteria; 


Mycoplasma corogypsi 


145098 Bacteria_16S 


selenitireducens 
selenitireducens 


145098 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


145098 Bacteria_16S 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


145098 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


145098 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


145098 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


145098 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


145098 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


145098 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


145098 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


145098 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


145098 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


145098 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


145098 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


145098 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


145098 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


145098 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


145098 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


145098 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


145098 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


959918 959849 36 103 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
993733 993680 37 89 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
2329278 2329210 37 103 gi 
n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 

3232268 3232183 19 


, 


103 gi 
ridia; Clostridiales; Clostridiales Fa 
3824180 3824113 37 103 gi 
strain 536 16S ribosomal RNA, complete 
Bacteria; Proteobacteria; Gammaproteob 


214126 214059 
osomal RNA, partial 
ammaproteobacteria; Oceanospirillales; 
274852 274776 23 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
279401 279325 23 98 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


37 
sequence 


103 gi 


ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
849556 849488 37 103 gi 
ain LX3 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


975288 975220 36 103 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1007454 1007394 37 96 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1169350 1169282 36 103 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1739255 1739187 37 103 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

2206279 2206217 37 98 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2279518 2279442 23 98 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2282540 2282464 23 98 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2477894 2477818 23 98 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482385 2482309 23 98 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486927 2486851 23 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488440 2488364 23 98 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


Sap 
gi 


16S ribosomal RNA, partial sequence 3231181 32326 


213019 21448 


273748 27524 


408573 408513 3 63 gi| 265678783 
in HB-1 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Desulfurobacteriac 

485314 485246 36 103 gi| 265678728 
s strain BA-2 16S ribosomal RNA, complete sequen 
s Bacteria; Spirochaetes; Spirochaetales; Spiroc 

800851 800783 36 103 gi| 265678512 


799765 80123 


974224 97564 


1006359 10077 


2278443 22799 


2476824 24782 


2481316 24827 


2485849 24873 


265678405 
1 sequence 
llaceae; B 
265678382 
ce 99261 
phomonadac 
219857510 
al sequenc 
Actinomyc 


219846766 


mily XI. I 
219846347 
sequence 
acteria; P 
265678920 


Marinomon 
265678877 


265678874 
27832 


cteriaceae 
265678480 
uence 
eria; Ente 
265678394 


rospiracea 
265678373 


228719827 
ce 11682 
taceae; Sp 
219878382 
al sequenc 
; Actinomy 
219857595 
ence 22052 
coplasma. 

219857547 


219857545 

equence 

lasmatacea 
219857398 


219857395 


219857392 


ref|NR_028707.1 

958824 960272 
acillus. 
ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_025938.1 

3823071 382454 
asteurellales; P 
ref |NR_029228.1 
as. 


ref|NR_029183.1 


ref|NR_029180.1 
1 279763 Mycopl 


ref|NR_029088.1 
407444 408915 
eae; Thermovibri 
ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref |NR_028815.1 
; Kaistella. 
ref |NR_028783.1 
848542 849823 
robacteriales; E 
ref|NR_028696.1 
ewinella. 
NR_028675.1 


e; Li 
ref 


ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_025521.1 
e 1738160 173968 
cetales; Actinom 


ref |NR_025183.1 
20 2206668 Mycopl 


ref|NR_025135.1 


ref|NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_024986.1 


ref|NR_024983.1 


ref|NR_024980.1 


219857391 


Bacillus 
Bacillus 


Syntrophomonas 
phomonas sapovorans 
nas. 

Microbacterium 
4 Microbacterium 
cineae; 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 

Haemophilus 
7 Haemophilus 
asteurellaceae; 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma gateae 
asma gateae Bacteria; 


Thermovibrio 
Thermovibrio 

O°. 

Spirochaeta 
Spirochaeta 

chaeta. 

Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Spirochaeta 
haeta smaragdinae DSM 


Actinomyces 
1 Actinomyces 


ycineae; 


Mycoplasma 
asma gallopavonis 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1 


Mycoplasma buccale 


2487368 2488830 Mycoplasma buccale Bacteria; 


145098 Bacteria_1 


strain M432/72 16 
Tenericutes; Moll 


Tenericutes; Moll 


strain STR Tl 16S 
Firmicutes; 


Hymenobacter. 


145098 Bacteria_16S 


strain NCTC 9810 
Firmicutes; 


strain UIA 16S ri 
Tenericutes; Moll 


Tenericutes; Moll 


Tenericutes; Moll 


halodenitrificans 
halodenitrificans 
Halomonas. 


145098 Bacteria_16S 


Lactobacillales; 
145098 Bacteria_16S 
actinosclerus str 
actinosclerus Bacteria; 


Clostridia; 
145098 Bacteria_16S 


6S 2489953 2489877 23 
2491464 2491388 23 


2964331 2964263 36 


3066150 3066082 36 
Bacteroidetes; 
3229268 3229200 36 


Clostridiales; 


3690471 3690395 23 


3753018 3752942 23 


3759066 3758990 23 


3892743 3892675 36 


Bacteria; 


4050133 4050061 32 


98 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
145098 Bacteria_16S 
strain 1219 16S r 


98 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
145098 Bacteria_16S 


103 


ribosomal RNA, partial sequence 
Streptococcaceae; 


103 


ain 1187 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


103 


16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Family XI. 


98 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
145098 Bacteria_16S 
strain 275c 16S r 


98 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
145098 Bacteria_16S 
strain PG51 16S r 


98 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
145098 Bacteria_16S 
strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


strain JC2056 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
145098 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


145098 Bacteria_16S 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 
velocicrescens Bacteria; 
145098 Bacteria_16S 


strain Tab-4c 16S 


strain HYOS-1 16S 


strain TN-1 16S 


Tenericutes; Mollicutes; 
145098 Bacteria_16S 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


lampyridicola Bac 


145098 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


4105874 4105814 44 
S ribosomal RNA, partial 
lales; Paenibacillaceae; 
4136264 4136196 36 


4137830 4137762 36 


4142526 4142458 36 


4144092 4144024 36 


ribosomal RNA, 


4147224 4147156 36 


teria; 
4150354 4150286 36 


icutes; 
4151910 4151842 36 


Tenericutes; Mollicutes; 


Entomoplasmatales; 


Entomoplasmatales; 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
145098 Bacteria_16S 
ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
145098 Bacteria_16S 


103 gi|219846300 
complete sequ 
Gammaproteobacteria; 
103 gi| 219846187 
4049074 40504 
103 gi|219846149 
sequence 4104804 41063 
Paenibacillus. 
103 gi| 219846123 
Entomoplasmatal 
103 gi|219846122 
4136739 41382 
Spiroplasmataceae; Sp 
103 gi| 219846119 
4141437 41429 
Spiroplasmataceae; Sp 
103 gi| 219846118 
4143001 41445 


partial sequence 
Entomoplasmatales; 


103 


103 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


103 


strain 23-6 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


145098 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


icutes; 
4153338 4153270 36 


icutes; 
4154903 4154835 36 
ribosomal RNA, 
icutes; 
4156469 4156401 36 


Entomoplasmatales; 


103 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


103 


partial sequence 
Entomoplasmatales; 


103 


strain EC-1 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


145098 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


145098 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


icutes; 
4159600 4159532 36 


icutes; 
305176 305089 17 
ribosomal RNA, 
motogales; 


Entomoplasmatales; 


103 


bosomal RNA, partial sequence 
Entomoplasmatales; 


103 


complete sequence 
Thermotogaceae; 


Streptococcus. 


Spiroplasmataceae; 


Entomoplasmatale 


Spiroplasmataceae; 


Spiroplasmataceae; 


Spiroplasmataceae; 


Spiroplasmataceae; 


Spiroplasmataceae; 


Spiroplasmataceae; 


gi| 219857390 
2488881 24903 


gi| 219857389 
2490394 24918 


gi| 219856814 
2963222 29647 


gi|219846878 


Sphingoba 


gi|219846768 
I 
gi|219846444 
3689398 36908 


gi|219846397 
3751943 37534 


gi| 219846393 
3757993 37594 


Sp 


gi|219846116 


gi|219846114 
4149264 41507 


Sp 
gi|219846113 
4150819 41521 

Sp 
gi|219846112 
4152247 41537 

Sp 
gi|219846111 
4153813 41553 

Sp 
gi|219846110 
4155378 41568 

Sp 
gi|219846108 
4158509 41600 


Sp 
265678857 


ref |NR_024978.1 


ref|NR_024977.1 


ref|NR_024633.1 
20 Streptococcus 


ref |NR_026470.1 
3065078 306652 
cteriales; Flexi 


ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; 
ref|NR_026035.1 


ref|NR_025988.1 


ref |NR_025984.1 


ref|NR_025890.1 
ence 389163 
Oceanospirillale 


ref |NR_025777.1 
53 Nocardioides 
ineae; Nocardioi 
ref|NR_025739.1 
11 Paenibacillus 
ref|NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


rs 


es; 
ref 


iroplasma. 
ref|NR_025709.1 


iroplasma. 
ref|NR_025708.1 


iroplasma. 
ref|NR_025706.1 

4146134 414764 
Spiroplasmata 
NR_025704.1 


Ss; 
ref 


iroplasma. 
ref|NR_025703.1 


iroplasma. 
ref|NR_025702.1 


iroplasma. 
ref|NR_025701.1 


iroplasma. 
ref|NR_025700.1 


iroplasma. 
ref|NR_025698.1 


iroplasma. 


gi 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Streptococcus canis 
canis Bacteria; 


Hymenobacter 
2 Hymenobacter 


bacteraceae; 


Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Paenibacillus lactis 
lactis Bacteria; 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


ref|NR_029163.1 


Thermotoga maritima 


304028 305589 Thermotoga maritima Bacteria; 


Thermotoga. 


145098 Bacteria_16S 


strain HO14 16S r 
Spirochaetes; Spi 


145098 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; 


suicloacalis stra 
suicloacalis Bact 


145098 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


145098 Bacteria_16S 


thermacidophilum 


G 
145098 Bacteria_16S 


311298 311231 37 103 gi|265678853|ref|NR_029159.1| Borrelia japonica 
ibosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

491609 491542 37 103 gi|265678724|ref|NR_029029.1| Halomonas organivorans 

ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

773150 773083 37 103 gi|265678531|ref|NR_028835.1| Atopostipes 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

780904 780837 37 103 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

1202751 1202664 17 103 gi|228715358|ref|NR_027530.1| Thermotoga neapolitana 
somal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
motogales; Thermotogaceae; Thermotoga. 

1331102 1331035 37 103 gi|219846082|ref|NR_025672.1| Bifidobacterium 
subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


145098 Bacteria_16S 


obscurus DSM 4316 


Geodermatophilus. 


145098 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


145098 Bacteria_16S 


strain YKJ-16 16S 


Proteobacteria; G 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
1409611 1409545 37 103 gi|224581401 

ribosomal RNA, partial sequence 1408524 14099 

ridia; Clostridiales; Clostridiaceae; Clostridiu 

2391428 2391361 37 103 gi| 219857466 

ribosomal RNA, partial sequence 2390343 23918 
ammaproteobacteria; Oceanospirillales; Halomonad 

2694687 2694620 37 103 gi| 219857192 


145098 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


145098 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


145098 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S 


145098 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


145098 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


145098 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


145098 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


145098 Bacteria_16S 


Ya501 16S ribosom 
Spirochaetales; S 


strain HT31 16S r 
Spirochaetes; Spi 


145098 Bacteria_16S 
ain LD-1B 16S ribosomal RNA, partial s 
Entomo 


leptinotarsae str 
leptinotarsae Bac 


145098 Bacteria_16S 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


145098 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


sibiricum strain 
Bacteria; Firmicu 


; Bifidobacteriaceae; Bifidobacterium. 


1344928 1344861 37 103 gi 
0 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
rochaetales; 
2790888 2790801 17 


103 gi 


ogae; Thermotogales; Thermotogaceae; 
2845198 2845131 37 103 gi 


ribosomal RNA, partial sequence 
rochaetales; 
3915505 3915438 37 103 
ribosomal RNA, partial sequence 
rochaetales; 
3916921 3916854 37 

al RNA, partial sequence 


gi 


103 gi 


3933901 3933834 37 103 
ibosomal RNA, partial sequence 
rochaetales; 


gi 


4145658 4145591 37 103 gi 
teria; Tenericutes; Mollicutes; 
389985 389916 37 103 gi 
n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ceae; Myceligenerans. 

466991 466941 37 
RNA, partial sequence 


86 gi 


2104906 2104823 19 103 gi 


tes; Clostridia; Clostridiales; 


145098 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


2377738 2377676 37 98 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


2693690 26949 
Spirochaetaceae; Borrelia 


6S ribosomal RNA, partial sequence 2789778 27912 
T 


1 RNA, partial sequence 2844116 2845615 Borre 

pirochaetaceae; Borrelia; Borrelia burgdorferi g 
3154868 3154800 36 103 gi|219846819 

SM 765 16S ribosomal RNA, partial sequence 31537 
tes; Clostridia; Clostridiales; Peptococcaceae; 
3699474 3699406 36 103 gi| 219846437 

1105 16S ribosomal RNA, partial sequence 36983 

acteria; Deltaproteobacteria; Desulfovibrionales 
3760599 3760532 37 103 gi| 219846392 


3759507 37610 
Spirochaetaceae; Borrelia 


3914434 39158 
Spirochaetaceae; Borrelia 


3915851 3917216 Borre 
pirochaetaceae; Borrelia; Borrelia bur 
145098 Bacteria_16S 
3932829 39341 
Spirochaetaceae; Borrelia 


465880 467346 Rothi 
Actinomycetales; Micrococcineae; Micr 
145098 Bacteria_16S 
Z-7981 16S ribosomal RNA, partial sequ 
Clostr 


228721038 
13438 


219857123 


hermotoga. 
219856894 


219846284 
; Borrelia 
219846283 


gdorferi g 
219846271 


219846117 
equence 
plasmatale 
265678795 
sequence 
Actinomyc 


265678740 


ococcaceae 
219878117 
ence 21038 
idiaceae; 


Anox 


ref|NR_027601.1 
50 1345331 Geoder 


ref|NR_024751.1 


ref 
lia 
roup. 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_025983.1 


NR_024713.1 
sinica Bacte 


ref|NR_025874.1 
bur 
ref 
lia 
roup 
ref 


gdorferi gro 
NR_025873.1 
turdi Bacter 


NR_025861.1 


ref|NR_025707.1 
4144567 414608 
s; Spiroplasmata 
ref|NR_029100.1 
388894 390431 
etales; Micrococ 


ref|NR_029045.1 
a amarae Bacteri 
; Rothia. 
ref|NR_025256.1 
27 2105235 Anoxyn 
ynatronum. 


219857475 


Geodermatophilus 
matophilus obscurus DSM 


; Frankineae; Geodermatophilaceae; 
ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 

m. 

ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas. 

ref|NR_024820.1| Borrelia turcica 


59 Borrelia turcica Bacteria; 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Borrelia sinica strain 
ria; Spirochaetes; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Spiroplasma 

3 Spiroplasma 
ceae; Spiroplasma. 
Myceligenerans 
Myceligenerans 
cineae; 


Rothia amarae strain 
a; Actinobacteria; 


Anoxynatronum 
atronum sibiricum 


ref|NR_025063.1 


Mycoplasma columbinum 


2376676 2378132 Mycoplasma columbinum Bacteria; 


145098 Bacteria_16S 3706961 3706898 37 99 gi| 219846432 


debontii strain FC3 16S ribosomal RNA, partial sequence 37058 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 
145098 Bacteria_16S 3715987 3715925 37 98 gi| 219846426 


strain CKK 16S ribosomal RNA, complete sequence 3714904 37163 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
145098 Bacteria_16S 3783205 3783143 37 98 gi| 219846375 


leopharyngis strain LL2 16S ribosomal RNA, partial sequence 37821 


Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
145098 Bacteria_16S 277892 277828 39 103 gi| 265678875 


strain Ben 16S ribosomal RNA, partial sequence 276812 27827 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
145098 Bacteria_16S 695150 695065 19 103 gi| 265678586 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; 
Planctomyces. 
145098 Bacteria_16S 981183 981127 37 93 gi| 265678390 


barnesii strain SES-3 16S ribosomal RNA, partial sequence 98009 


ref 


ref 


ref 


ref 


ref 


ref 


Verr 


694091 69553 


9 981569 Sulfu 


NR_026023.1 


NR_026017.1 


NR_025966.1 


NR_029181.1 


NR_028891.1 


NR_028692.1 


Prosthecobacter 


70 3707337 Prosthecobacter debontii 
ucomicrobiaceae; Prosthecobacter. 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Mycoplasma 


35 3783570 Mycoplasma leopharyngis 


Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Planctomyces 


7 Planctomyces 
Planctomycetales; Planctomycetaceae; 


Sulfurospirillum 


rospirillum barnesii 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 


145098 Bacteria_16S 2837610 2837541 37 103 gi| 219856899 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 


acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 


145098 Bacteria_16S 218704 218636 36 103 gi| 265678917 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 


NR_024718.1 


NR_029225.1 


Lactobacillus 


2836503 2837908 Lactobacillus 
Lactobacillus. 


Planctomyces 


217606 219133 Planctomyces 


limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 


Planctomyces. 

145098 Bacteria_16S 1181530 1181464 37 103 gi| 228717635 |ref 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 11819 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 
145098 Bacteria_16S 1394654 1394586 36 103 gi|228715897|ref 
strain TMO 16S ribosomal RNA, partial sequence 1393543 13950 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

145098 Bacteria_16S 2011992 2011924 36 103 gi|219878188|ref 


strain 534-30 16S ribosomal RNA, partial sequence 2010901 20124 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae 


145098 Bacteria_16S 2201759 2201683 23 98 gi| 219857598 | ref 
strain MK405 16S ribosomal RNA, partial sequence 2200688 22021 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

145098 Bacteria_16S 3451661 3451593 36 103 gi|219846609|ref 
strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 34520 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

145098 Bacteria_16S 3778687 3778619 36 103 gi| 219846378 |ref 
strain SL1 16S ribosomal RNA, partial sequence 3777587 37790 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

145098 Bacteria_16S 670825 670758 37 103 gi| 265678602 |ref 


strain MV1075 16S ribosomal RNA, partial sequence 669757 67122 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 


04 Planctomyces 
; Planctomyces. 


NR_027565.1 


NR_027542.1 


NR_025327.1 


NR_025186.1 


NR_026201.1 


NR_025969.1 


NR_028907.1 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Planctomyces maris 


maris Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


145098 Bacteria_16S 1011973 1011907 37 103 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

145098 Bacteria_16S 1372111 1372044 37 103 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

145098 Bacteria_16S 1396209 1396142 37 103 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 
strain KA3 16S ribosomal RNA, partial sequence 1395106 1396548 Marinitoga piezophila KA3 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 

145098 Bacteria_16S 2608399 2608332 37 103 gi|219857263|ref|NR_024894.1| Neptunomonas 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequen 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 


145098 Bacteria_16S 2702287 2702184 1 103 gi| 219857187 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 27026 


145098 Bacteria_16S 2934105 2934038 37 103 gi| 219856834 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 


Marinobacterium. 
145098 Bacteria_16S 3067677 3067610 37 103 gi| 219846877 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 30679 


145098 Bacteria_16S 3600978 3600911 37 103 gi| 219846506 


ref 


ref 


ref 


ce 2607312 260877 
irillales; Neptunomonas. 


2933018 293448 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonad 


NR_024815.1 


NR_024653.1 
ales; Altero 


NR_026469.1 


ref 


NR_026098.1 


7 Neptunomonas 


Prevotella shahii 


38 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 


Dolosigranulum pigrum 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 


Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 


145098 Bacteria_16S 84169 84104 37 103 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

145098 Bacteria_16S 87196 87131 37 103 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

145098 Bacteria_16S 505462 505408 36 89 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 
strain DV1140 16S ribosomal RNA, partial sequence 504361 505871 Thermosipho atlanticus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

145098 Bacteria_16S 1917036 1916982 36 89 gi|219878250|ref|NR_025389.1| Thermosipho geolei 
strain DSM 13256, 16S ribosomal RNA, partial sequence 1915911 1917433 Thermosipho geolei Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

145098 Bacteria_16S 2828470 2828416 36 89 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 
strain IHB1 16S ribosomal RNA, partial sequence 2827347 2828849 Thermosipho japonicus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

145098 Bacteria_16S 1783244 1783176 36 103 gi|219878348|ref|NR_025487.1| Sneathia sanguinegens 
strain CCUG 41628 16S ribosomal RNA, partial sequence 1782175 1783536 Sneathia sanguinegens 
Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Sneathia. 

145098 Bacteria_16S 3863457 3863372 19 103 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

145098 Bacteria_16S 4231043 4230939 1 103 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


145098 Bacteria_16S 


strain SEBR 7054 
Thermotogae; Ther 


145098 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


145098 Bacteria_16S 


thermohalophila s 
thermohalophila B 


145098 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


145098 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


145098 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


145098 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


145098 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


145098 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


145098 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


145098 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


145098 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


145098 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


145098 Bacteria_16S 


Desulfotomaculum. 
103 


ptococcaceae; 
247801 247737 40 gi 
motogales; Thermotogaceae; Thermotoga. 
331081 331013 36 103 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
591939 591871 36 103 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
693636 693568 36 103 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; 
979695 979627 36 103 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1332712 1332658 36 89 


Pla 
gi 


Sap 
gi 


ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
3864959 3864891 36 103 gi 


16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
4140962 4140894 36 103 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4161166 4161098 36 103 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
203182 203115 37 103 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 
441048 440981 37 103 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
737471 737404 37 103 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
814641 814602 64 


gi 


Entomoplasm 
103 gi 


acteria; Gammaproteobacteria; Thiotric 
982716 982649 37 103 gi 
S ribosomal RNA, 
icutes; Entomoplasmatales; 
1125583 1125516 36 


Entomoplasm 


16S ribosomal RNA, partial sequence 246697 24821 


329993 33159 


692571 69404 


978631 98004 


e; Alistip 


ence 20208 
naerobacte 


439970 44147 


736380 73789 


e 


hales; 


complete sequence 981620 98314 


265678897 |ref 


265678840 |ref 


265678658 
sequence 
acteroidal 
265678587 


ref 


es; 
ref 


nctomyceta 
265678391 


ceae 
ref 


rospiracea 

228721494 

equence 

s; Thermot 

219846319 
38638 


e; L 
ref 


ogac 
ref 


es. 
ref 
4 
Spi 
ref 


219846120 
equence 
asmatales; 

219846107 
equence 
lasmatales 

265678928 


rs 


a Sp 
ref 


rale 
265678761 


ref 


ataceae; M 
265678556 


esop 
ref 


ntom 
ref 


ataceae; E 
265678503 
81355 
Pis 
265678389 


Cie 
ref 


ntom 
ref 


ataceae; E 
224581403 


102 gi 


590846 59235 


1331586 13330 


52 3865319 Alist 


139871 41413 


160075 41615 


7 203611 Copro 


7 Entomoplasma 


9 815058 Thioa 


1 Entomoplasma 


NR_029205.1 


NR_029145.1 


NR_028963.1 
7 
Marinilabiac 
NR_028892.1 
; Isosphaera 
NR_028693.1 


ewinella. 
NR_027617.1 
9 
eae; Thermos 
NR_025909.1 
i 


NR_025710.1 
8 
roplasmatace 

NR_025697.1 
9 
iroplasmatac 

NR_029236.1 
he 
s 


s; Thermode 


NR_029066.1 


lasma. 
NR_028860.1 


oplasma. 
NR_028806.1 
1 
ckettsiaceae 
NR_028691.1 


oplasma. 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Thermosipho 
7 Thermosipho 
ipho. 

Alistipes putredinis 
pes putredinis Bacteria; 


Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 
Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Coprothermobacter 
hermobacter 
ulfobiaceae; 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Entomoplasma freundtii 


v 


freundtii Bacteria; 


NR_027184.1 


Cryomorpha ignava 


strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; 


Cryomorphaceae; 


Cryom 


orpha. 


145098 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


145098 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


145098 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


145098 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


145098 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


145098 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


145098 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


145098 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


145098 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


145098 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


145098 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


145098 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


strain SL24 16S r 
Thermotogae; Ther 


strain SJ95 16S r 
Thermotogae; Ther 


strain SL25 16S r 
Thermotogae; Ther 


145098 Bacteria_16S 


xinjiangense stra 
xinjiangense Bact 


145098 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


145098 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; G 


145098 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; G 


145098 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


motogales; 
145098 Bacteria_16S 


motogales; 
145098 Bacteria_16S 


motogales; 
145098 Bacteria_16S 


1279385 1279318 37 103 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
1282336 1282269 37 103 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
2288514 2288447 37 103 gi 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
3220230 3220163 37 103 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3687426 3687359 37 103 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3688943 3688876 37 103 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


Ss; 


6S ribo 
icutes; Entomoplasmatales; Entomoplasmat 
4174877 4174810 37 103 gi 
in GRUA-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4181030 4180963 37 103 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
4185533 4185466 37 103 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
451753 451699 36 89 gi 
ribosomal RNA, partial sequence 
Thermotogaceae; Petrotoga. 
614755 614701 36 89 gi 
ibosomal RNA, partial sequence 
Thermotogaceae; Petrotoga. 
1335746 1335692 36 89 gi 
ibosomal RNA, partial sequence 
Thermotogaceae; Petrotoga. 
1813644 1813590 36 89 gi 
ibosomal RNA, partial sequence 


eq 
la 


145098 Bacteria_16S 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 
vladivostokensis Bacteria; 


Vitellibacter. 


motogales; Thermotogaceae; Petrotoga. 

2182023 2181937 18 103 gi|219857612|ref|NR_025201.1 
in AS 1.2749 16S ribosomal RNA, partial sequence 2180937 218240 
eria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 

3991260 3991174 18 103 gi|219846231|ref|NR_025821.1 
somal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacte 
avobacteriales; Flavobacteriaceae; Pibocella. 

746472 746414 37 98 gi| 265678549 |ref|NR_028853.1 
ibosomal RNA, partial sequence 745469 746793 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 

747847 747789 37 98 gi| 265678548 |ref|NR_028852.1 
ibosomal RNA, partial sequence 746844 748168 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 

749222 749164 37 98 gi| 265678547 |ref|NR_028851.1 
ibosomal RNA, partial sequence 748219 749543 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 

1072760 1072675 19 103 gi| 265678329 |ref|NR_028631.1 


Bacteroidetes; Flavobacteria; 


219846093 
1278319 12798 


219846087 
1281261 12827 


219857540 
2287434 22889 


219846774 


219846446 


3686364 36878 


219846445 
3687881 36893 


3775523 3775456 37 103 gi|219846380|ref|NR_025971.1 
in KS-1 16S ribosomal RNA, partial sequence 3774462 377592 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
4080323 4080256 37 103 gi|219846166|ref|NR_025756.1 
ibosomal RNA, partial sequence 4079234 40807 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4119483 4119416 37 103 gi|219846138|ref|NR_025728.1 
bosomal RNA, partial sequence 4118405 41199 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4148788 4148721 37 103 gi|219846115|ref|NR_025705.1 
bosomal RNA, partial sequence 4147699 41492 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4164196 4164129 37 103 gi| 219846105 |ref|NR_025695.1 


somal RNA, partial sequence 4163118 41646 
219846097 
219846092 
4179947 41814 


219846086 
4184459 41859 


265678753 
450666 45216 


265678642 
613678 61515 


228721489 
1334683 13361 


219878327 
1812567 18140 


ref|NR_025683.1 


aceae; Mesoplasma. 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_025128.1 


aceae; E 


aceae; Mesoplasma. 
ref|NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 


ref |NR_026037.1 


32191 
Thermod 


ref|NR_026036.1 


M lasma. 
ref |NR_025687.1 

4173799 417528 
; Entomoplasmata 


ref |NR_025682.1 


aceae; Mesop 
uence 
smatales 


aceae; Mesoplasma. 
ref|NR_025676.1 
49 Entomoplasma 
ntomoplasma. 


ref|NR_029058.1 


aceae; E 


ref |NR_028947.1 


ref 


NR_027612.1 


ref |NR_025466.1 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 

Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Pibocella ponti strain 
ria; Bacteroidetes; 


Acinetobacter tandoii 
tandoii Bacteria; 

ns 

Acinetobacter gerneri 
gerneri Bacteria; 

co 

Acinetobacter bouvetii 
bouvetii Bacteria; 

Ls 


107168 


Flavobacteriales; Flavob 


Vitellibacter 
71073086 Vitellibacter 
acteriaceae; 


145098 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


145098 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


145098 Bacteria_16S 


strain NNO15860 1 
Bacteroidetes; Fl 


145098 Bacteria_16S 


strain NNO15840 1 
Bacteroidetes; Fl 


145098 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


145098 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


145098 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


145098 Bacteria_16S 


franzmannii strai 
Bacteria; Bactero 


145098 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


145098 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


145098 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


145098 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


145098 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


145098 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


145098 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


145098 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


145098 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


145098 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


145098 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


145098 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


145098 Bacteria_16S 


ruestringensis st 
ruestringensis Ba 


145098 Bacteria_16S 


strain IC166 16S 
Bacteroidetes; Fl 


145098 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


145098 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


1167826 1167741 19 103 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ibosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

1375214 1375129 19 103 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
1 RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Kordia. 

2063554 2063469 19 103 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
6S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2065078 2064993 19 103 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
6S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2711228 2711143 19 103 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
6S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

3410019 3409946 31 103 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 

16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
idetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

3681463 3681378 19 103 gi|219846450|ref|NR_026041.1| Polaribacter 

215 16S ribosomal RNA, partial sequence 3680374 3681813 Polaribacter filamentus 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

3793695 3793610 19 103 gi|219846368|ref|NR_025959.1| Polaribacter 
n 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polaribacter franzmannii 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

28290 28222 36 103 gi|265679045|ref|NR_029353.1| Coenonia anatina 
S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

88614 88546 36 103 gi|265679004|ref|NR_029312.1| Capnocytophaga 
n A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

264289 264221 36 103 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
n ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 

324981 324913 36 103 gi|265678844|ref|NR_029149.1| Prevotella disiens 
-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

326510 326442 36 103 gi|265678843|ref|NR_029148.1| Prevotella veroralis 

16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

328035 327967 36 103 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

425573 425505 36 103 gi|265678771|ref|NR_029076.1| Formosa algae strain 

RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Formosa. 

444105 444037 36 103 gi| 265678759 |ref|NR_029064.1| Croceibacter 

HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 

520618 520550 36 103 gi|265678705|ref|NR_029010.1| Flavobacterium 
R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

522145 522077 36 103 gi|265678704|ref|NR_029009.1| Flavobacterium 
n R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

602436 602368 36 103 gi|265678651|ref|NR_028956.1| Gelidibacter 

2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

745063 744995 36 103 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
bosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

864794 864726 36 103 gi| 265678469 |ref|NR_028772.1| Muricauda 
rain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
cteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 

1028710 1028642 36 103 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

1173989 1173921 36 103 gi|228719222|ref|NR_027581.1| Capnocytophaga 

16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
cteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

1544733 1544665 36 103 gi|219857262|ref|NR_024893.1| Arenibacter latericius 


S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


1543657 1545100 Arenibacter latericius Bacteria; 
Flavobacteriaceae; Arenibacter. 


145098 Bacteria_ 


frigoris strain R 
Bactero 


Bacteria; 
145098 Bacteria_ 


gelidilacus strai 
gelidilacus Bacte 


145098 Bacteria_ 


strain M384 16S r 
Ba 


Bacteroidetes; 
145098 Bacteria_ 


KMM 3909 16S ribo 
Fl 
145098 Bacteria_16S 
AS 1.2747 16S ribosomal RNA, partial s 
Flavo. 


Flavobacteria; 


omnivorum strain 


omnivorum Bacteri 
145098 Bacteria_16S 
galactanivorans s 
galactanivorans B 
145098 Bacteria_16S 
sublithincola str 
sublithincola Bac 
145098 Bacteria_16S 
frigidarium strai 
Bactero 
145098 Bacteria_16S 


Bacteria; 


strain ACAM 81 16 
Bacteroidetes; Fl 


145098 Bacteria_16S 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 26847 


cteroidia; 
16S 


Bacteroidales; 


2097225 2097157 36 103 gi 
avobacteriales; 


2180489 2180421 36 103 gi 


a; Bacteroidetes; Flavobacteria; 
2392981 2392913 36 103 gi 
train Dsij 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Flavobacteria; 
2423627 2423559 36 103 gi 
teria; Bacteroidetes; Flavobacteria; 
2434036 2433968 36 103 gi 
idetes; Flavobacteria; 
2632907 2632839 36 103 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
2684370 2684302 36 103 


gi 


gi 


Prevotellace 


ain QSSC9-3 16S ribosomal RNA, partial 
F 


n A2i 16S ribosomal RNA, partial seque 
Flavobacteriale 


2631843 26332 
Flavoba 


ae; 
219878124 


somal RNA, partial sequence 2096154 2097581 Meson 
Flavobacteriaceae; Mes 


onia. 
219857613 
equence 
ba 
219857465 
sequence 
Fi 
219857443 
sequence 
la 
219857432 
nce 24329 
s; Flavoba 
219857237 


cteriaceae 
219857200 


Prevot 


cteriale 


lavobact 


vobacter 


16S 1627971 1627903 36 103 gi|219878458|ref|NR_025597.1| Flavobacterium 

-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavobacterium frigoris 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

16S 1713379 1713311 36 103 gi|219878399|ref|NR_025538.1| Flavobacterium 

n R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 

ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
16S 2046729 2046661 36 103 gi|219878161|ref|NR_025300.1| Prevotella albensis 
ibosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 


ella 
ref 
iaa 


NR_025263.1 
lgae Bacteri 


Mesonia algae strain 
a; Bacteroidetes; 


Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Flavobacterium 
acterium frigidarium 


ref |NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025053.1 
2391886 239336 
eriales; Flavoba 
ref|NR_025031.1 
2422553 242399 
iales; Flavobact 
ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flavobacterium. 
ref|NR_024865.1| Flavobacterium xanthum 
96 Flavobacterium xanthum Bacteria; 
; Flavobacterium. 
ref|NR_024828.1| Zobellia russellii 
16 Zobellia russellii Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

145098 Bacteria_16S 2685812 2685744 36 103 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

145098 Bacteria_16S 2687281 2687213 36 103 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

145098 Bacteria_16S 2691768 2691700 36 103 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Salegentibacter. 

145098 Bacteria_16S 2700712 2700644 36 103 gi|219857188|ref|NR_024816.1| Prevotella salivae 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

145098 Bacteria_16S 2738422 2738354 36 103 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
145098 Bacteria_16S 2742815 2742747 36 103 gi|219857159|ref|NR_024787.1| Flavobacterium 
limicola strain ST-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

145098 Bacteria_16S 3145698 3145630 36 103 gi|219846825|ref|NR_026417.1| Prevotella pallens 


strain 10371 16S 
Bacteroidetes; Ba 


145098 Bacteria_16S 


strain B422 16S r 
Bacteroidetes; Ba 


145098 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


145098 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


145098 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


145098 Bacteria_16S 


strain LX 16S rib 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3573432 3573364 36 103 gi 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3605573 3605505 36 103 gi 
ATCC 33612 16S ribosomal RNA, partial 

612 Bacteria; Bacteroidetes; Flavobact 


3607110 3607042 36 103 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 
3702479 3702411 36 103 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
3786173 3786097 23 98 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Flavoba 
gi 


145098 Bacteria_16S 


3814952 3814884 36 103 gi 


3144616 31460 


3572354 35738 


3701387 37028 


3785096 37865 


ae; Prevot 
219846527 
ae; Prevot 
219846503 
sequence 

eria; Flav 


219846502 
sequence 
obacterial 
219846435 


cteriaceae 
219846373 


219846353 


69 Prevotella pallens Bacteria; 
ella 


ref|NR_026119.1| Prevotella intermedia 
12 Prevotella intermedia Bacteria; 
ella. 

ref|NR_026095.1| Capnocytophaga 


3604483 36059 
obacteriales; F 


7 
iL 


1 Capnocytophaga 
avobacteriaceae; 


ref|NR_026094.1 
3606022 360747 


Capnocytophaga 

4 Capnocytophaga 

es; Flavobacteriaceae; Capnocytophaga. 
ref|NR_026026.1| Gelidibacter algens 
64 Gelidibacter algens Bacteria; 

; Gelidibacter. 
ref|NR_025964.1| Mycoplasma simbae 
26 Mycoplasma simbae Bacteria; 


salegens strain DSM 5424 16S ribosomal RNA, partial sequence 


salegens Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


ref|NR_025944.1| Salegentibacter 
3813879 3815349 Salegentibacter 
Salegentibacter. 


145098 Bacteria_16S 


Bacteroidetes; 


Bacteroidia; 


145098 Bacteria_16S 


Bacteroidetes; 
145098 Bacteria_ 
Bacteroidetes; 
145098 Bacteria_ 
strain KMM 6020 
Bacteroidetes; Fl 


3866509 3866413 8 


3982326 3982258 36 


103 
strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 38668 
Bacteroidales; Porphyromona 

103 


strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 39826 


gi 


gi 


219846318 


daceae; 
219846237 


Po 


Porphyromonas macacae 
macacae Bacteria; 


ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025827.1| Bizionia paragorgiae 
84 Bizionia paragorgiae Bacteria; 


Flavobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 
16S 3986796 3986728 36 103 gi|219846234|ref|NR_025824.1| Gramella echinicola 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 3987155 Gramella echinicola Bacteria; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 
16S 3988273 3988205 36 103 gi|219846233|ref|NR_025823.1| Aquimarina muelleri 
6S ribosomal RNA, partial sequence 3987206 3988632 Aquimarina muelleri Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aquimarina. 
16S 3989751 3989683 36 103 gi|219846232|ref|NR_025822.1| Gillisia mitskevichiae 


145098 Bacteria_ 
strain KMM 6034 
Bacteroidetes; 


Fl 


6S ribosomal RNA, partial sequence 3988683 39901 
Flavobacteriales; 
103 


145098 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


ria; 


145098 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


145098 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


ia; 


145098 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


eria; 


145098 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


145098 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


145098 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


145098 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


145098 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


145098 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


145098 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


145098 Bacteria_16S 


strain Y12-2 16S 
Bacteroidetes; Fl 


145098 Bacteria_16S 


strain SwW49 16S r 
Bacteroidetes; Fl 


145098 Bacteria_16S 


strain B14 16S ri 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


teria; 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


3992738 3992670 36 


4013726 4013658 36 


4015206 4015138 36 


4016685 4016617 36 
Bacteroidetes; 


4088016 4087948 36 


4089507 4089439 36 


4090996 4090928 36 


4092492 4092424 36 


Bacteroidetes; 


4093973 4093905 36 


4115006 4114938 36 


4162711 4162643 36 


4226509 4226441 36 


4229453 4229385 36 


729902 729835 37 


Flavobacteria; 
103 

6S ribosomal RNA, partial sequence 4012648 40140 
Flavobacteriales; 
103 
KMM 3906 16S ribosomal RNA, partial s 
Bacteroidetes; Flavobacteria; 
103 
in KMM 3907 16S ribosomal RNA, partial 
Flavobacteria; 


103 


103 


103 


103 


103 


103 


103 


103 


ribosomal RNA, partial sequence 
Flavobacteriales; 


103 


ibosomal RNA, partial sequence 
Flavobacteriales; 


103 


bosomal RNA, partial sequence 


Flavoba 


gi 


n KMM 6049 16S ribosomal RNA, partial 
Bacteroidetes; 


gi 


Flavoba 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 4086933 40 


Flavobacteriales; Flavoba 


gi 


6S ribosomal RNA, partial sequence 4088431 40 


Flavobacteriales; Flavoba 


gi 


6S ribosomal RNA, partial sequence 4089922 40 


Flavobacteriales; Flavoba 


gi 


ain KMM 3903 16S ribosomal RNA, partia 
Flavobacteria; 


gi 


6S ribosomal RNA, partial sequence 4092900 40 
Flavobacteriales; 


6S ribosomal RNA, partial sequence 4113936 41 
Flavobacteriales; 


Flavo 


Flavob 


FL 


F 


ct 
219846230 
sequence 


219846214 


ct 
219846213 
equence 


219846212 
sequence 


219846161 
883 
cteriac 
219846160 
898 
cteriac 
219846159 
913 
cteriac 
219846158 
1 seque 
lavobac 
219846157 
943 


6S ribosomal RNA, partial sequence 4161641 41630 
Flavobacteriales; 


eriaceae 


bacteria 


eriaceae 


acterial 


avobacteri 


eae 


eae 


eae 


nce 
ter 


12 Gillisia mitskevichiae Bacteria; 
Gillisia. 
NR_025820.1 


- Salegentibacter 
3991660 399309 


7 Salegentibacter 

les; Flavobacteriaceae; Salegentibacter. 

ref|NR_025804.1| Winogradskyella eximia 

79 Winogradskyella eximia Bacteria; 

; Winogradskyella 

ref|NR_025803.1 
4014130 401555 

es; Flavobacteri 

ref |NR_025802.1 
4015607 401703 

ales; Flavobacte 


Winodgradskyella 

6 Winodgradskyella 

aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 

riaceae; 


v 


ref|NR_025751.1| Maribacter ulvicola 
80 Maribacter ulvicola Bacteria; 

; Maribacter. 
ref|NR_025750.1| Maribacter aquivivus 
71 Maribacter aquivivus Bacteria; 

; Maribacter. 
ref|NR_025749.1| Maribacter orientalis 
60 Maribacter orientalis Bacteria; 

; Maribacter. 
ref|NR_025748.1 
4091411 409284 
iales; Flavobacteriaceae; Maribacter. 
ref|NR_025747.1| Arenibacter certesii 
37 Arenibacter certesii Bacteria; 


Maribacter 
9 Maribacter 


Flavobacteriaceae; Arenibacter. 
gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
15354 Ulvibacter litoralis Bacteria; 
Flavobacteriaceae; Ulvibacter. 
gi|219846106|ref|NR_025696.1| Algibacter lectus 
67 Algibacter lectus Bacteria; 
Flavobacteriaceae; Algibacter. 
gi|219846051|ref|NR_025641.1| Aequorivita crocea 
4225434 4226855 Aequorivita crocea Bacteria; 
Flavobacteriaceae; Aequorivita. 
gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
4228378 4229799 Aequorivita antarctica Bacteria; 
Flavobacteriaceae; Aequorivita. 
gi|265678562|ref|NR_028866.1| Prevotella bryantii 


728785 73027 


0 Prevotella bryantii Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

145098 Bacteria_16S 1105765 1105698 37 103 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

145098 Bacteria_16S 1296087 1296020 37 103 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

145098 Bacteria_16S 1786200 1786133 37 103 gi| 219878345 |ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

145098 Bacteria_16S 1902239 1902200 37 75 gi|219878262|ref|NR_025401.1] Actinomyces 


suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


145098 Bacteria_ 


strain ATCC 51261 
Ba 


Bacteroidetes; 
145098 Bacteria_ 


skagerrakense str 
skagerrakense Bac 


145098 Bacteria_ 


strain Loup-1 16S 
Ba 


Bacteroidetes; 
145098 Bacteria_ 


amylolyticum stra 
amylolyticum Bact 


145098 Bacteria_ 


mesophilum strain 
mesophilum Bacter 


145098 Bacteria_ 


strain 1145589 16 
Ba 


Bacteroidetes; 
145098 Bacteria_ 


strain ATCC 43185 
Ba 


Bacteroidetes; 
145098 Bacteria_ 


neopropionicum st 
neopropionicum Ba 


145098 Bacteria_ 


strain VPB 4875 1 
Ba 
145098 Bacteria_1 
cangingivalis str 
cangingivalis Bac 
145098 Bacteria_1 


Bacteroidetes; 


strain ATCC 29147 
Bacteroidetes; 


J18 16S ribosomal 
Actinobacteridae; 


Bacteria; Teneric 


Proteobacteria; 


strain ES2772 16S 
Bacteroidetes; 


strain AB1110 16S 
Proteobacteria; 


xylanivorans stra 
xylanivorans Bact 


145098 Bacteria_16S 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
Flavob 


hibernum Bacteria 


145098 Bacteria_16S 


strain Y10-2 16S 
Bacteroidetes; Fl 


145098 Bacteria_16S 
tjernbergiae strain 7N16 16S ribosomal RNA, partial seq 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacte 


Acinetobacter. 
145098 Fungi_16S 


Ba 
145098 Bacteria_1 
syrphidicola stra 
syrphidicola Bact 
145098 Bacteria_1 
chrysopicola stra 
chrysopicola Bact 
145098 Bacteria_16S 


Ba 
145098 Bacteria_16S 


G 


cteroidia; 
6S 


Bacteroidales; 
3549123 3549056 37 103 
teria; 
6S 


Bacteroidetes; 
3868007 3867940 37 103 
cteroidia; 
6S 


Bacteroidales; 
4139394 4139327 37 103 
eria; 
6S 


Tenericutes; Mollicutes; 
4158033 4157966 37 103 
eria; Tenericutes; Mollicutes; 
466942 466904 65 103 
RNA, partial sequence 


3784686 3784624 37 98 


753347 753289 37 
osomal RNA, partial sequence 


98 


129946 129878 36 103 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
751957 751914 54 98 
ribosomal RNA, partial sequence 


1734689 1734623 37 103 


eria; Firmicutes; Clostridia; 
3843784 3843716 36 103 


; Bacteroidetes; Flavobacteria; 
4227981 4227913 36 103 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


750597 750539 37 98 


1080 1013 37 103 


6S ribosomal RNA, partial sequence 3546505 35479 
Porphyromona 


gi 


ain VPB 4874 16S ribosomal RNA, partia 
Bacteroidia; 


gi 


16S ribosomal RNA, partial sequence 
Porphyromona 


gi 


in EA-1 16S ribosomal RNA, partial seq 
Entomop 


gi 


in DF-1 16S ribosomal RNA, partial seq 
Entomop 


gi 


465880 467346 Rothi 
Actinomycetales; Micrococcineae; Micr 
145098 Bacteria_16S 
leonicaptivi stra 


gi 


in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
145098 Bacteria_16S 
strain B2 16S rib 
G 


gi 


752344 75366 
ammaproteobacteria; Pseudomonadales; M 
145098 Bacteria_16S 


gi 


128870 13034 
Prevotellace 


gi 


750969 75229 
ammaproteobacteria; Pseudomonadales; M 
145098 Bacteria_16S 


gi 


in Mz 5 16S ribosomal RNA, partial seq 
Clostrid 


gi 


gi 


4226906 42283 
Flavoba 


gi 


gi 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


145098 Fungi_16S 


strain IFM 0784 16S ribosomal RNA, partial sequence 1564 


2589 2522 37 103 


gi 


Bac 


daceae; 
219846544 
1 sequence 
te 
219846317 
38668 
daceae; Po 
219846121 
uence 

lasmatales 
219846109 
uence 

lasmatales 
265678740 


ococcaceae 
219846374 
ence 37836 
coplasma. 

265678544 


oraxellace 
265678976 


ae; Prevot 
265678545 


oraxellace 
219878385 
uence 
iales; Lac 
219846333 
equence 
acteriales 
219846050 


cteriaceae 
265678546 
uence 
ria; Pseud 
265678352 
1514 
nebacterin 


Po 


roidales; 


87 Porphyromonas 
rphyromonas. 
NR_026136.1 
3548038 354952 

; rphyromonad 
ref|NR_025907.1 
93 3868368 Porph 
rphyromonas. 
ref|NR_025711.1 
138305 413982 

; Spiroplasmatac 
ref|NR_025699.1 
4156944 415845 

; Spiroplasmatac 
ref|NR_029045.1 
a amarae Bacteri 
; Rothia. 
ref|NR_025965.1 
21 3785045 Mycopl 


rs 


ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_029284.1 


ella. 
ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref |NR_025923.1 

3842717 384417 
; Flavobacteriac 
ref |NR_025640.1 


; Aequorivita. 

ref|NR_028850.1 
749594 750918 

omonadales; Mora 


ref|NR_028654.1 


eae; Nocardiacea 


265678351 
3016 


a 


Y 


16S 2072812 2072745 37 103 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

16S 2142630 2142563 37 103 gi|219857640|ref|NR_025229.1| Tenacibaculum 

ain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 

teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 

16S 2394500 2394433 37 103 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 
ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 

cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

16S 2811854 2811787 37 103 gi|219857109|ref|NR_024737.1| Tenacibaculum 

in MBIC4355 16S ribosomal RNA, partial sequence 2810779 2812222 Tenacibaculum 

eria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 

16S 2813348 2813281 37 103 gi|219857108|ref|NR_024736.1| Tenacibaculum 
MBIC1140 16S ribosomal RNA, partial sequence 2812273 2813716 Tenacibaculum 

ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 

16S 3016151 3016084 37 103 gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 

S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas gadei Bacteria; 

cteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

16S 3393271 3393204 37 103 gi|219846650|ref|NR_026242.1| Bacteroides caccae 
16S ribosomal RNA, partial sequence 3392191 3393612 Bacteroides caccae Bacteria; 

cteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

16S 3527548 3527486 37 103 gi|219846558|ref|NR_026150.1| Clostridium 

rain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 

cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 3547589 3547522 37 103 gi| 219846545 |ref|NR_026137.1| Porphyromonas cansulci 


cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Porphyromonas levii 
romonas levii Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Rothia amarae strain 
a; Actinobacteria; 


Mycoplasma 
asma leonicaptivi 


Acinetobacter baylyi 
baylyi Bacteria; 

aes 

Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Acinetobacter towneri 
towneri Bacteria; 

r. 

Pseudobutyrivibrio 

9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Acinetobacter 
Acinetobacter 
xellaceae; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 


ref|NR_028653.1 


Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


145098 Fungi_16S 
strain IFM 057 
Actinobacteria; 
145098 Fungi_16S 
strain IFM 100 
Actinobacteria; 
145098 Fungi_16S 
strain YZ-96 1 
Actinobacteria; 
145098 Fungi_16S 
strain IFM 024 
Actinobacteria; 
145098 Fungi_16S 
strain IFM 100 
Actinobacteria; 
145098 Fungi_16S 


4127 4060 


5687 5620 
7243 7176 
8745 8678 
10231 10164 


11712 11645 


Ji, 


“Wi 


37 


37 


37 


Sif. 


103 


103 


103 


6S ribosomal RNA, partial sequence 


103 


103 


103 


gi 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


gi 


6163 
Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
145098 Archaea_16S 


1050 994 


43 


zilligii strain Kl 16S ribosomal RNA, partial sequence 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales 


145098 Archaea_16S 


24775 24701 


25 


arsenaticum strain PZ6 16S ribosomal RNA, partial seque 
Archaea; Crenarchaeota; Thermoprotei; Thermoproteales; 


145098 Archaea_16S 


strain IC-059 16S ribosomal RNA, partial sequence 


37753 37697 


43 


Crenarchaeota; Thermoprotei; Thermoproteales; Thermopro 


161336 Bacteria_16S 
alaskensis strain 
Bacteria; Proteob 
161336 Bacteria_16S 
vietnamensis stra 
vietnamensis Bacteria; 
Desulfovibrio. 
161336 Bacteria_16S 


50324 50268 


62 


All 16S ribosomal RNA, 
acteria; Deltaproteobacteria; Desulfovibrionales 


3313453 3313397 62 


3078876 3078830 62 


in G3 100 16S ribosomal RNA, partial s 
Proteobacteria; 


multipotens strain RH-8 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 
161336 Bacteria_16S 
propionica strain 
Bacteria; Proteob 
161336 Bacteria_16S 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 

161336 Bacteria_16S 


teria; 


Bacteria; 
161336 Bacteria_16S 
ferrooxidans DSM 

DSM 10331 Bacteri 
Acidimicrobiaceae; 
161336 Bacteria_16S 
acrylicus strain 

Bacteria; Proteob 
161336 Bacteria_16S 
strain ATCC 29543 
Bacteria; Proteob 
161336 Bacteria_16S 
prausnitzii strai 
prausnitzii Bacteria; 
161336 Bacteria_16S 

proteolyticus str 
proteolyticus Bac 
Coprothermobacter 
161336 Bacteria_16S 
strain MV1075 16S 
Thermotogae; 
161336 Bacteria_16S 


teria; 


Thermotogae; 
161336 Bacteria_16S 


3080452 3080406 62 


3082028 3081982 62 


Proteobacteria; 


3587949 3587903 62 
acetivorans strain A63 16S ribosomal RNA, partial seque 


1360879 1360838 65 


10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 


3765954 3765911 62 


3817376 3817333 65 


594368 594326 63 


Clostridia; 


202520 202479 64 


Firmicutes; 


cl 
105 


Clostridia; 


670141 670100 64 


1395525 1395484 64 
strain KA3 16S ribosomal RNA, partial sequence 


97242 97198 


61 


105 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 


105 


105 


acteria; Deltaproteobacteria; Desulfur 


U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 


ain K-119 16S ribosomal RNA, partial s 


Proteobacteria; Deltaproteobacteria; Desulfur 


W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 


Actino: 
98 gi| 265679008 
1 
; Desulfur 
98 gi| 265678616 
nce 23761 
Thermoprot 
98 gi| 265678326 
36706 38182 
teaceae; V 
i198 gi| 265679030 
complete sequence 49907 
118 gi|219846711 
equence 
Deltaproteobacteria; Desul 
108 gi| 219846869 
ence 30784 
ellales; D 
108 gi| 219846868 
ce 30800 
ellales; D 
108 gi| 219846867 
equence 
Deltaproteobacteria; Desu 
108 gi|219846517 
nce 35875 
ellales; D 
106 gi| 228719712 
complete sequence 13604 
idimicrobi 
105 gi| 219846387 
ce 37655 
ibrionales 
108 gi|219846351 
38169 
obacterale 
105 gi| 265678656 


n ATCC 27768 16S ribosomal RNA, partia 
Firmicutes; 


ostridi 
gi 


ain BT 16S ribosomal RNA, partial sequ 


Thermoa 


gi 


gi 


1395106 13965 
Thermotogales; Thermotogaceae; Marinitoga. 


gi 


669757 67122 


265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 


265678342 
9123 


219857197 
10588 


219857175 
al sequenc 


1 sequence 
ales; Rumi 
265678928 
ence 20208 
naerobacte 


265678602 


228715882 


ref 


NR_028652.1 


Nocardia araoensis 


Nocardia araoensis Bacteria; 


eae; 
ref 


Nocardiace 
NR_028651.1 


ae; 


Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


eae; 
ref 


Nocardiace 
NR_028650.1 


ae; 


Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


eae; 
ref 


Nocardiace 
NR_028644.1 


ae; 


Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


eae; 
ref 


Nocardiace 
NR_024825.1 


ae; 


Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


eae; 
ref 
e 10639 
myce 


ref 
1463 
ococ 
ref 
25140 
eaceae; 
ref 


tales; 


caceae; 
NR_028921.1 


Nocardiace 
NR_024803.1 


12137 
Cory 


NR_029316.1 


Sulfo 
Sul 


Pyrob 
Pyrobac 


NR_028628.1 


Vulcanisaeta 
ulcanisaeta. 


ref 

51436 
; De 
ref 


NR_029338.1 


Desul 


sulfovibrio 
NR_026303.1 


3313036 33145 


fovi 


ref 


brionales; 


NR_026461.1 


57 3079982 Desul 


esul 
ref 


furellaceae 
NR_026460.1 


33 3081558 Desul 


esul 


ref 


furellaceae 
NR_026459.1 
3081609 30831 
lfurellales; 


De 


NR_026109.1 


07 3589069 Desul 


esul 
ref 


furellaceae; 
NR_027584.1 
microbium ferrooxidans 


61 1361925 Acidi 


ales; 


ref 


Acidimicr 


NR_025978.1 


67 3766920 Desul 


; De 
ref 


sulfovibrio 
NR_025942.1 


54 3818434 Wolin 


S; 
ref 


Helicobacter 
NR_028961.1 


593943 59540 


noco 
ref 


ccaceae; 
NR_029236.1 


Fa 


7 203611 Copro 


rales; 


ref 


Thermode 


NR_028907.1 


a 


n 


Pp 
£ 


a 
u 


£ 
n 


3 
D 


£ 


’ 


f 


’ 


3 
s 


£ 


’ 


° 
£ 
n 
e 


a 


4 
e 


t 
s 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Sulfophobococcus 
hobococcus zilligii 
ophobococcus. 

Pyrobaculum 
culum arsenaticum 
lum. 

Vulcanisaeta souniana 


souniana Archaea; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Acidimicrobium 


bineae; 


Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Faecalibacterium 
Faecalibacterium 
calibacterium. 
Coprothermobacter 
hermobacter 
ulfobiaceae; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


ref 


NR_027541.1 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


265678998 


thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 


ref 
96815 


98277 


NR_029306.1 


Desulfocapsa 
Desulfocapsa 


thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 
161336 Bacteria_16S 


strain R-10 16S ribosomal RNA, 


132393 132353 65 


105 


Bacteroidetes; 
161336 Bacteria_16S 


Sphingobacteria; 
322723 322675 70 
strain H168 16S ribosomal RNA, 


complete sequence 


118 
complete sequence 


Firmicutes; 


Clostridia; 


Halanaerobiales; 


161336 Bacteria_16S 


variabile strain BI 114 16S ribosomal RNA, partial sequence 53938 
Ruminococcaceae; 


Bacteria; Firmicutes; 
161336 Bacteria_16S 
subterraneus stra 


161336 Bacteria_16S 
strain BAL-1 16S 


161336 Bacteria_16S 


Clostridia; 


ribosomal RNA, 


539787 539743 61 


2823251 2823195 62 


130798 130755 65 


536731 536688 65 


105 


Clostridiales; 


118 


108 


complete sequence 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


108 


strain CR 16S ribosomal RNA, partial sequence 


Proteobacteria; E 
161336 Bacteria_16S 
strain ID131577 1 
Actinobacteria; 
161336 Bacteria_16S 
hydrogeniphilus s 
hydrogeniphilus B 
161336 Bacteria_16S 
catecholicum stra 
catecholicum Bacteria; 
161336 Bacteria_16S 

psychrophila stra 
psychrophila Bacteria; 
Desulfotalea. 
161336 Bacteria_16S 


simulans strain UCL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinob 
Corynebacterium. 

161336 Bacteria_16S 
indicus strain CI 
15286 Bacteria; 
Thermodesulfatator. 
161336 Bacteria_16S 


strain MIT 97-5075c 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


161336 Bacteria_16S 


canadensis strain NLEP-16143 16S ribosomal RNA, partial 
canadensis Bacteria; Proteobacteria; Epsilonproteobacte 


Helicobacter. 
161336 Bacteria_16S 
mesocricetorum st 


Helicobacter. 
161336 Bacteria_16S 
strain CMRI H02 1 
Proteobacteria; E 
161336 Bacteria_16S 
strain GraMall 16 
Proteobacteria; 
161336 Bacteria_16S 
acidigallici stra 
acidigallici Bacteria; 
Pelobacter. 
161336 Bacteria_16S 
strain MIT 95-170 
Bacteria; Proteob 
161336 Bacteria_16S 
hveragerdense str 
hveragerdense Bac 


Rubrobacteridae; 


S ribosomal RNA, 
Deltaproteobacteria; Desulfuromonadales 


teria; 


567288 567245 65 


620164 620121 65 


688335 688292 62 


Proteobacteria; 
926795 926752 62 


Proteobacteria; 


2036705 2036650 50 


2223648 2223605 62 


2292433 2292390 65 


2331666 2331623 65 


2563128 2563085 65 


2671530 2671487 65 


3051850 3051795 62 


3520819 3520764 62 
Proteobacteria; 


3634925 3634882 65 


89444 89402 63 


Thermodesulfobacterium. 


161336 Bacteria_16S 


281697 281651 62 


108 


108 


105 


105 


105 


105 


108 


108 


108 


108 


117 


117 


108 


105 


108 


strain W 1471 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


Clostridiales; 


gi 


131953 13349 
Sphingobacteriales; Rhodothermace 


gi 


322285 32381 
Halanaerobiace 


gi 


gi 


in HGP1 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; 


gi 


130392 13190 


gi 


536318 53780 
psilonproteobacteria; Nautiliales; Nautiliaceae; 


gi 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


gi 


train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteobacteria; 


gi 


in NZva20 16S ribosomal RNA, partial s 
Deltaproteobacte 


gi 


in LSv54 16S ribosomal RNA, partial se 
Deltaproteobacte 


gi 


gi 


R29812 16S ribosomal RNA, partial sequ 


Thermodesulfobacteria; Thermodesulfobac 


gi 


gi 


gi 


rain MU97-1514 16S ribosomal RNA, part 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteob 


gi 


6S ribosomal RNA, partial sequence 2671138 26725 
psilonproteobacteria; Campylobacterale 


gi 


complete sequence 3051418 30529 


gi 


in DSM 2377 16S ribosomal RNA, partial 
Deltaproteobacte 


gi 


7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 


gi 


ain JSP 16S ribosomal RNA, partial seq 


Thermodesulfobacteria; Thermode 


gi 


Conexibacte 


265678974 


265678845 


ae; Haloth 
265678692 


219856908 


Hydr 
265678975 


265678694 


265678674 


265678638 
1 sequence 


265678590 
equence 
ria; Desul 
265678427 
quence 
ria; Desul 


219878170 
nce 20362 
ales; Cory 


219857583 
ence 22232 
teriales; 


219857536 
22920 
s; Helicob 
219857508 
sequence 
ria; Campy 


219857335 
ial sequen 
acteria; C 


219857208 


s; Helicob 
219846887 


; Pelobact 
219846562 
sequence 
ria; Desul 


219846482 
36345 
obacterale 
265679003 
uence 
sulfobacte 


ref|NR_029282.1 
5 Rhodothermus 


Rhodothermus marinus 


marinus Bacteria; 

ae; Rhodothermus. 

ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 


2 Chrysiogenes 


fobacterales; De 
ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_026479.1 


eraceae; Malonom 
ref|NR_026154.1 

3520389 352188 
furomonadales; P 


ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_029311.1 

89036 90489 
riales; Thermode 


265678872 


ermothrix. 

ref|NR_028997.1| Subdoligranulum 

4 540811 Subdoligranulum variabile 

Subdoligranulum. 

ref|NR_024729.1|] Hydrogenobacter 
2822817 2824313 Hydrogenobacter 

ogenobacter. 

ref|NR_029283.1| Chrysiogenes arsenatis 


arsenatis Bacteria; 


ref|NR_028999.1| Caminibacter profundus 
2 Caminibacter profundus Bacteria; 
Caminibacter. 
ref |NR_028979.1| Conexibacter woesei 
3  Conexibacter woesei Bacteria; 
raceae; Conexibacter. 
ref |NR_028943.1| Caminibacter 
619766 621178 Caminibacter 
Nautiliales; Nautiliaceae; Caminibacter. 
ref|NR_028895.1| Desulfobacterium 
687908 689408 Desulfobacterium 
fobacterales; Desulfobulbaceae. 
ref|NR_028729.1| Desulfotalea 
926361 927852 Desulfotalea 


sulfobulbaceae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 
4 Helicobacter 
licobacteraceae; 


Helicobacter 
0 Helicobacter 


; Helicobacteraceae; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


onas. 
Pelobacter 

2 Pelobacter 
elobacteraceae; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


ref |NR_029178.1 


Eubacterium infirmum 


281272 282767 Eubacterium infirmum Bacteria; 
Eubacterium. 


Eubacteriaceae; 


161336 Bacteria_16S 806253 806211 63 105 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

161336 Bacteria_16S 2059940 2059894 62 108 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

161336 Bacteria_16S 2261925 2261883 63 105 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

161336 Bacteria_16S 1447375 1447330 63 108 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

161336 Bacteria_16S 1463841 1463796 63 108 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

161336 Bacteria_16S 2235916 2235867 69 118 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

161336 Bacteria_16S 2682226 2682177 68 117 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

161336 Bacteria_16S 2826224 2826175 69 118 gi|219856906|ref|NR_024727.1| Sporichthya polymorpha 
strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; Sporichthya. 

161336 Bacteria_16S 2846110 2846065 63 108 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

161336 Bacteria_16S 2995645 2995589 62 118 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

161336 Bacteria_16S 3831142 3831101 62 103 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

161336 Bacteria_16S 280184 280128 61 117 gi| 265678873 |ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

161336 Bacteria_16S 309165 309125 63 103 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

161336 Bacteria_16S 524516 524476 65 105 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

161336 Bacteria_16S 603365 603321 61 105 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

161336 Bacteria_16S 781786 781746 65 105 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

161336 Bacteria_16S 801746 801678 50 118 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

161336 Bacteria_16S 920567 920531 69 105 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 

161336 Bacteria_16S 1049537 1049493 61 105 gi| 265678345 |ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

161336 Bacteria_16S 1431934 1431886 69 117 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

161336 Bacteria_16S 1705140 1705104 69 105 gi|219878404|ref|NR_025543.1| Thermoleophilum album 


strain HS-5 16S r 


ibosomal RNA, partial sequence 


1704738 1706197 Thermoleophilum album Bacteria; 


Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 


161336 Bacteria_ 
variabile strain 
variabile Bacteri 
Corynebacteriacea 
161336 Bacteria_ 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 
161336 Bacteria_ 


strain LMG S-192 


Bacteria; Actinob 


Corynebacterium. 


161336 Bacteria_ 
stercorarium subs 


Clostridiaceae; 


161336 Bacteria_ 
strain LYP 16S ri 


Proteobacteria; 


161336 Bacteria_ 


nagasakiensis st 
nagasakiensis Ba 
Thermaerobacter. 


161336 Bacteria_ 


marianensis stra 
marianensis Bact 
Thermaerobacter. 


161336 Bacteria_ 


strain HK1 0089 
Actinobacteria; 


161336 Bacteria_ 


strain M408/89/1 
Actinobacteria; 
Corynebacterium. 


161336 Bacteria_ 


mastitidis strai 
Bacteria; Actino 
Corynebacterium. 


161336 Bacteria_ 


stercorarium sub 


16S 2030599 2030559 65 105 gi 
DSM 20132 16S ribosomal RNA, partial s 


Actinobacteridae; Actinomycetales; Micr 
16S 3201472 3201432 65 105 gi 


Actinobacteridae; Actinomycetales; Cory 
16S 


n 
b 


3205932 3205892 65 105 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


16S 
sp. 


3581757 3581717 65 105 gi 
thermolacticum strain TX41 16S ribo 


219878175 
equence 


a; Actinobacteria; Actinobacteridae; Actinomycet 
e; Corynebacterium. 
16S 2166205 2166137 50 118 gi| 219857624 
s strain SL-1 16S ribosomal RNA, partial sequenc 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 
e; Pseudonocardia. 
16S 2324197 2324157 65 105 gi| 219857513 
64 16S ribosomal RNA, partial sequence 23238 
acteria; Actinobacteridae; Actinomycetales; Cory 
16S 2325699 2325659 65 105 gi| 219857512 
p- leptospartum strain ATCC 35414 16S ribosomal 
Clostridium stercorarium subsp. 
Clostridium. 
16S 2472903 2472883 1 21 gi|219857401 
bosomal RNA, partial sequence 2472404 24737 
Deltaproteobacteria; Syntrophobacterales; Syntrop 
16S 2757004 2756936 50 118 gi| 219857148 
rain JCM 11223 16S ribosomal RNA, partial sequenc 
cteria; Firmicutes; Clostridia; Clostridiales; Cl 
16S 2904574 2904506 50 118 gi| 219856853 
in 7p75a 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Clos 
16S 3132985 3132945 65 105 gi| 219846833 
16S ribosomal RNA, partial sequence 3132587 31340 


ococcineae 
219846787 


16S ribosomal RNA, partial sequence 3201064 32024 


nebacterin 
219846784 
ce 32055 


ales; Cory 


219846521 
somal RNA, 


NR_025314.1 
2030195 203163 
ales; Corynebact 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


ref|NR_025101.1 
67 2325209 Coryne 
nebacterineae; C 


ref 
RNA, 


NR_025100.1 
partial seq 


ref|NR_024989.1 


Corynebacterium 
0 Corynebacterium 
erineae; 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Smithella propionica 


74 Smithella propionica Bacteria; 


haceae; Smithell 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref |NR_024672.1 
2904128 290561 
tridiales Family 


ref |NR_026425.1 


a. 
Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Thermaerobacter 
5 Thermaerobacter 


XVII. Incertae Sedis; 


Demetria terragena 


43 Demetria terragena Bacteria; 


; De 
ref 


rmacoccaceae 
NR_026379.1 


; Demetria. 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


eae; Corynebacte 


ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


ref 
par 


NR_026113.1 
tial sequenc 


riaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; 


162376 Bacteria_ 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidamino 


162376 Bacteria_ 


nodulans strain 
nodulans ORS 206 


Methylobacterium. 
162376 Bacteria_ 
F186 16S ribosoma 


Alphaproteobacte 


162376 Bacteria_ 


strain PL7HG1 16 
Proteobacteria; 


162376 Bacteria_ 


strain R 16089 1 
Firmicutes; Baci 


162376 Bacteria_ 


strain R 16086 1 
Firmicutes; Baci 


162376 Bacteria_ 


strain Sd/3 16S 
Firmicutes; Baci 


162376 Bacteria_ 


silvestris strai 
silvestris Bacte 


162376 Bacteria_ 


34635 16S riboso 


Clostridium. 

16S 994997 995060 49 112 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
bacter. 
16S 

(0) 
0 


1397372 1397427 57 112 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


16S 255047 255101 58 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
16S 383606 383660 58 112 gi 


112 gi 


r 


265678381 
al sequenc 
tridiales; 


228715764 
uence 


bacteria; 


265678892 


254252 255652 Afipi 


ipia. 
265678799 


Rhiz 


baci 


ref|NR_028683.1 
e 994185 995652 
Clostridiales F 


ref |NR_027539.1 
1396599 139803 
obiales; Met 


ref 
a br 


NR_029200.1 
oomeae Bacte 


ref|NR_029104.1 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Methylobacterium 
3 Methylobacterium 


hylobacteriaceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


Bradyrhizobi 
NR_029057.1 


ae; 
ref 


um. 
Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


ref|NR_029056.1 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


ref|NR_029022.1 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


ref|NR_028865.1 
730321 731827 
llus. 


ref 


S ribosomal RNA, partial sequence 382807 38428 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
16S 453085 453139 58 112 gi| 265678752 
6S ribosomal RNA, complete sequence 452220 45376 
llales; Macrococcus. 

16S 454684 454738 58 112 gi| 265678751 
6S ribosomal RNA, complete sequence 453819 45536 
llales; Macrococcus. 

16S 502158 502212 58 112 gi| 265678717 
ribosomal RNA, partial sequence 501307 50281 
llales; Bacillaceae; Bacillus. 

16S 731153 731207 58 112 gi| 265678561 
n HR3-23 16S ribosomal RNA, partial sequence 

ria; Firmicutes; Bacillales; Planococcaceae; Soli 
16S 825008 825062 58 112 gi| 265678496 


mal RNA, partial sequence 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


Solibacillus 
Solibacillus 


Bosea vestrisii strain 


NR_028799.1 


824212 825662 Bosea vestrisii Bacteria; 


Proteobacteria; 


162376 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
162376 Bacteria_16S 


strain AMX51 16S 


Bradyrhizobium. 


162376 Bacteria_16S 
rhenobacensis str 
rhenobacensis Bac 


Rhodopseudomonas. 


162376 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


162376 Bacteria_16S 
DSM 9946 16S ribo 
Deinococcus-Thermus; 


826510 826564 58 112 


843267 843321 58 112 


870616 870670 58 112 


1057401 1057455 58 112 


1149488 1149542 58 112 


Deferribacterales; 
1163026 1163092 46 112 


Deinococci; Thermales; 


825713 827158 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
162376 Bacteria_16S 
yuanmingense stra 
yuanmingense Bact 


in B0O71 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


ain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 10580 
teria; Proteobacteria; Alphaproteobacteria; 


ribosomal RNA, partial sequence 
Deferribacteraceae; 


somal RNA, partial sequence 1162257 1163688 Meiothermus silvanus 
Thermaceae; 


265678495 Bosea eneae strain 


Proteobacteria; 


gi ref|NR_028798.1 


eneae Bacteria; 


gi|265678484 
842468 84394 


ref|NR_028787.1| Bosea minatitlanensis 
9 Bosea minatitlanensis Bacteria; 


Bosea. 
gi|265678465|ref|NR_028768.1| Bradyrhizobium 
869838 871263 Bradyrhizobium 


Rhizobiales; Bradyrhizobiaceae; 


265678339|ref 


gi NR_028641.1| Rhodopseudomonas 
87 Rhodopseudomonas 
Rhizobiales; Bradyrhizobiaceae; 
gi| 253680757 


1148654 11501 


ref|NR_028005.1| Geovibrio thiophilus 
27 Geovibrio thiophilus Bacteria; 

Geovibrio. 
228720981|ref Meiothermus silvanus 


DSM 9946 Bacteria; 


gi NR_027600.1 


Meiothermus. 


162376 Bacteria_16S 1315509 1315563 58 112 gi|228716557|ref|NR_027552.1| Bacillus subtilis 

subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 

subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

162376 Bacteria_16S 1318620 1318674 58 112 gi|228715349|ref|NR_027521.1| Staphylococcus 

schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 

162376 Bacteria_16S 1433895 1433949 58 112 gi|224581433|ref|NR_027215.1| Staphylococcus felis 


strain GD521 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 
faecalis strain g 


Bacteria; 


strain DSM 11713 
Firmicutes; Bacil 


162376 Bacteria_16S 


psychrotolerans s 


psychrotolerans Bacteria; 
162376 Bacteria_16S 
16S ribosomal RNA, partial sequence 1911333 19128 
Ureibacillus. 


strain DSM 12654 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain 63287 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
162376 Bacteria_16S i 
34632 16S ribosomal RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 
162376 Bacteria_16S 


Alphaproteobacter 


berrensis strain 
Bacteria; 


subsp. spizizenii 
subtilis subsp. s 


162376 Bacteria_16S 
strain AN1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
162376 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


Firmicutes; 
162376 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 


lales; Staphylococcus. 


1513992 1514046 58 112 
lales; Bacillaceae; Bacillus. 


1572810 1572864 58 112 


1650474 1650528 58 112 


1891355 1891409 58 112 
lales; Bacillaceae; Bacillus. 
1892876 1892930 58 112 
train DSM 11706 16S ribosomal 
Firmicutes; 
1912166 1912220 58 112 
lales; Planococcaceae; 
2124287 2124341 58 112 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2125843 2125897 58 112 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2300239 2300293 58 112 
ribosomal RNA, partial sequence 


2301707 2301761 58 


2507838 2507892 58 
CTT3 16S ribosomal RNA, partial 
Clostridia; Clostridiales; 
2551234 2551288 58 


pizizenii Bacteria; Firmicutes; 
2568109 2568163 58 


2712434 2712488 58 112 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


c 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 
VKM B1479 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 
162376 Bacteria_16S 


Rhizobiales; 


16S ribosomal RNA, partial sequence 1890504 18919 


Bacillales; 


1433051 1434525 Staphylococcus felis Bacteria; 


gi|219878119 
1513128 15146 


ref|NR_025258.1| Bacillus odysseyi 
43 Bacillus odysseyi Bacteria; 


219857383 |ref|NR_024971.1| Rhodopseudomonas 
1572032 1573475 Rhodopseudomonas faecalis 
Bradyrhizobiaceae; Rhodopseudomonas. 
gi|219878442|ref|NR_025581.1| Labrys monachus strain 
1649700 1651141 Labrys monachus Bacteria; 

Labrys. 
ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


gi 


gi|219878270 


gi|219878269|ref|NR_025408.1| Bacillus 
RNA, partial sequence 1892040 1893527 Bacillus 
Bacillaceae; Bacillus. 
gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 


21 Ureibacillus terrenus Bacteria; 


gi|219857652 
2123444 21249 


ref|NR_025241.1| Bacillus aquimaris 
50 Bacillus aquimaris Bacteria; 


gi|219857651 
2125001 21265 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


gi| 219857530 
2299447 23008 


ref|NR_025118.1| Bosea massiliensis 
77 Bosea massiliensis Bacteria; 


Bosea. 

112 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 

2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 

112 gi|219857372|ref|NR_024960.1| Thermohalobacter 
sequence 2507000 2508520 Thermohalobacter berrensis 
Clostridiaceae; Thermohalobacter. 

112 gi|219857343|ref|NR_024931.1| Bacillus subtilis 

partial sequence 2550394 2551802 Bacillus 
Bacillales; Bacillaceae; Bacillus. 
112 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 


2567339 2568717 Nitrobacter alkalicus Bacteria; 
Nitrobacter. 
gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 


2711598 2712985 Bacillus vietnamensis Bacteria; 


162376 Bacteria_16S 


162376 Bacteria_16S 


strain DSM11031 1 
Firmicutes; 


162376 Bacteria_16S 


strain IFO15718 1 
Firmicutes; 


Bacillales; 


162376 Bacteria_16S 


Bacillales; 


Bacillales; 
162376 Bacteria_16S 


Firmicutes; 


162376 Bacteria_ 


delphini Bacteria; 
162376 Bacteria_ 


strain M663-98-1 
Firmicutes; 


162376 Bacteria_ 
histidinovorans s 
histidinovorans Bacteria; 
162376 Bacteria_ 
strain DSM 8723 1 
Bacillales; 
162376 Bacteria_ 
DSM 6307 16S ribosomal RNA, 


Firmicutes; 


Bacillales; 


162376 Bacteria_ 


strain 34633 16S 


162376 Bacteria_ 
favisporus strain 


Bacteria; 


Bacteria; 


strain LMG 18419 
Firmicutes; 


Bacteria; 


Bacteria; 


Bacillales; 


Firmicutes; 
162376 Bacteria_ 
nematophilus stra 
nematophilus Bacteria; 
162376 Bacteria_ 
agaridevorans str 
agaridevorans Bacteria; 
162376 Bacteria_ 
agarexedens strai 
agarexedens Bacteria; 
162376 Bacteria_ 
azoreducens strai 
Firmicutes; 
162376 Bacteria_ 


Bacillales; 
162376 Bacteria_ 
daejeonensis stra 
daejeonensis Bacteria; 
162376 Bacteria_ 
kribbensis strain 
Firmicutes; 
162376 Bacteria_ 
brasilensis strai 
brasilensis Bacteria; 
162376 Bacteria_ 
granivorans strai 
Firmicutes; 
162376 Bacteria_ 
campinasensis str 
campinasensis Bacteria; 
162376 Bacteria_ 
glycanilyticus st 
glycanilyticus Bacteria; 


2860447 2860501 60 114 gi|219856884|ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 

2871334 2871388 58 112 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 

6S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Bacillaceae; Bacillus. 
2876076 2876130 58 112 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
6S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
Bacillaceae; Bacillus. 

2879222 2879276 58 112 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 

IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillaceae; Bacillus. 
2882341 2882395 58 112 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
Bacillaceae; Bacillus. 
16S 2914233 2914287 58 112 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
Firmicutes; Bacillales; Staphylococcus. 
16S 3067418 3067472 58 112 gi|219846877|ref|NR_026469.1| Gemella palaticanis 
16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
16S 3088426 3088480 58 112 gi|219846863|ref|NR_026455.1| Natronincola 
train Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 
16S 3536426 3536480 58 112 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
6S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Bacillaceae; Bacillus. 
16S 3545792 3545846 58 112 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillaceae; Bacillus. 
16S 4223182 4223236 58 112 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
16S 433070 433115 67 112 gi|265678766|ref|NR_029071.1| Paenibacillus 
GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacillales; Paenibacillaceae; Paenibacillus. 
16S 762131 762176 67 112 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
in NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 1778408 1778453 67 112 gi|219878351|ref|NR_025490.1| Paenibacillus 
ain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 1779957 1780002 67 112 gi|219878350|ref|NR_025489.1| Paenibacillus 
n DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 1915221 1915266 67 112 gi|219878252|ref|NR_025391.1| Paenibacillus 
n CM1 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacillales; Paenibacillaceae; Paenibacillus. 
16S 1942695 1942740 67 112 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Paenibacillaceae; Paenibacillus. 
16S 2225621 2225666 67 112 gi|219857582|ref|NR_025170.1| Paenibacillus 
in AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 2227182 2227227 67 112 gi|219857581|ref|NR_025169.1| Paenibacillus 
AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacillales; Paenibacillaceae; Paenibacillus. 
16S 2317001 2317046 67 112 gi|219857518|ref|NR_025106.1| Paenibacillus 
n PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 2345651 2345696 67 112 gi|219857497|ref|NR_025085.1| Paenibacillus 
n A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacillales; Paenibacillaceae; Paenibacillus. 
16S 2643477 2643522 67 112 gi|219857229|ref|NR_024857.1| Paenibacillus 
ain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 2778591 2778636 67 112 gi|219857131|ref|NR_024759.1| Paenibacillus 
rain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 3912328 3912381 59 112 gi|219846286|ref|NR_025876.1]| Agromonas 


162376 Bacteria_ 


oligotrophica strain S58 16S ribosomal RNA, partial sequence 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 


3911550 391285 


7 Agromonas 


162376 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain MOL361 16S 


Firmicutes; Erysi 
162376 Bacteria_16S 


strain NAFO0O1 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain AM1114 16S 
Firmicutes; 


Bacteria; 


strain ATCC 35185 
Bacteria; 


strain LMG 18422 
Firmicutes; Bacil 


162376 Bacteria_16S 


taiwanensis strai 


taiwanensis Bacteria; 
162376 Bacteria_16S 

strain GY-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
162376 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


162376 Bacteria_16S 


populi BJ001 16S 
Bacteria; 


Firmicutes; Bacil 


162376 Bacteria_16S 1586576 1586627 61 112 gi| 219878487 |ref|NR_025626.1 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi 
Bacillales; Bacillaceae; Bacillus. 

162376 Bacteria_16S 1670473 1670536 49 112 gi|219878428|ref|NR_025567.1 
strain 16351 16S ribosomal RNA, partial sequence 1669639 16711 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

162376 Bacteria_16S 1894418 1894481 49 112 gi|219878268|ref|NR_025407.1 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 189509 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
Desulfomicrobium. 

162376 Bacteria_16S 1977614 1977677 49 112 gi|219878210|ref|NR_025349.1 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
162376 Bacteria_16S 2236333 2236396 49 112 gi| 219857575 |ref|NR_025163.1 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 223697 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfonatronum. 

162376 Bacteria_16S 2285374 2285425 61 112 gi| 219857542 |ref|NR_025130.1 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

162376 Bacteria_16S 2415647 2415710 49 112 gi|219857450|ref|NR_025038.1 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 241631 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
Desulfovibrio. 

162376 Bacteria_16S 2713867 2713930 49 112 gi|219857179|ref|NR_024807.1 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 27145 

Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

162376 Bacteria_16S 2730696 2730759 49 112 gi|219857167|ref|NR_024795.1 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis 


Proteobacteria; D 


Clostridia; 
162376 Bacteria_16S 
hamburgensis stra 


4105637 4105682 67 112 


lales; Paenibacillaceae; 


799036 799088 60 112 


1081323 1081375 60 112 


lales; Bacillaceae; Bacillus. 
1223500 1223552 60 112 


Clostridiales; 


1365657 1365709 60 112 


1524618 1524662 68 112 
Clostridia; 
1752747 1752799 60 112 
lales; Bacillaceae; Bacillus. 
2193886 2193950 48 112 


Deinococcus-Thermus; 


3139340 3139404 48 112 


Deinococci; Thermales; 


3242714 3242774 52 112 


416126 416181 57 112 


1297239 1297290 61 112 


lales; Bacillaceae; Bacillus. 


3313864 3313927 49 112 


S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Clostridiaceae; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 
strain 2DT 16S ribosomal RNA, partial sequence 


eltaproteobacteria; Myxococcales; 
162376 Bacteria_16S 


gi 


4104804 41063 
Paenibacillus. 


gi 


798207 79971 
elotrichaceae; 


gi 


1080469 10819 


gi 


1222664 12241 


gi 


in X14 16S ribosomal RNA, partial sequ 
Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


Rhizobiales; 


gi 


16S ribosomal RNA, partial sequence 
Firmicutes; 
162376 Bacteria_16S 


gi 


gi 


gi 


219846149 


265678513 


265678322 


219878346 


228719040 


219857527 


219878372 


16S ribosomal RNA, partial sequence 1751903 17534 


219857603 


n WR-30 16S ribosomal RNA, partial sequence 
Deinococci; 


Thermales; 
219846829 


3138565 31400 


Thermaceae; 


gi 


gi 


219846759 


265678777 


415329 41680 


Rhizobia 


gi 


219857534 


1296399 12978 


Nann 
gi 


219846711 


vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 


vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 


ence 13648 


15237 
Clostridiales; Veillonellaceae; 


Desulfovibrionales; 


ocystineae; 


Desulfovibrionales; 


ref|NR_025739.1 
11 Paenibacillus 


ref |NR_028816.1 
4 Turicibacter 


ref|NR_028624.1 


ref|NR_025485.1 


ref|NR_027578.1 


ref|NR_025115.1 
Selenomonas. 
ref|NR_025511.1 


ref|NR_025191.1 
193088 219457 
Thermaceae; 


ref |NR_026421.1 


is} 


ref|NR_026351. 
3241884 32433 


9 
ref 


NR_029082.1 


ref |NR_025122.1 


Nannocystaceae 
ref |NR_026303.1 
3313036 331453 


Paenibacillus lactis 
lactis Bacteria; 


Turicibacter sanguinis 


sanguinis Bacteria; 
Turicibacter. 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 
Caminicella. 


Nitrobacter 


67 1366328 Nitrobacter hamburgensis X14 
Bradyrhizobiaceae; Nitrobacter. 


Selenomonas sputigena 


42 1525238 Selenomonas sputigena 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Meiothermus 
0 Meiothermus 


Meiothermus. 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
Meiothermus. 


Desulfovibrio 
3 Desulfovibrio 


Desulfovibrionaceae; 


Methylobacterium 


5 Methylobacterium populi BJ001 
les; Methylobacteriaceae; 


Methylobacterium. 
Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfomicrobium 

omicrobium macestii 

Desulfomicrobium. 
Desulfonatronum 

8 Desulfonatronum 

Desulfonatronumaceae; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Desulfovibrio 
0 Desulfovibrio 


ulfovibrionaceae; 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Desulfovibrio 
8 Desulfovibrio 


Desulfovibrionaceae; 


162376 Bacteria_ 


apsheronum strain 
Proteob 


Bacteria; 
162376 Bacteria_ 


extorquens strain 
extorquens Bacter 


Methylobacterium. 
162376 Bacteria_ 
aquaticum strain 
Bacteria; 
162376 Bacteria_ 


strain 653 16S ri 
Clost 


Firmicutes; 
162376 Bacteria_ 


chartatabidum str 
chartatabidum Bac 
162376 Bacteria_16S 
beijerinckii stra 
beijerinckii Bact 
162376 Bacteria_16S 


strain IP 2227 16 
Firmicutes; 
Proteobacteria; 


strain 124-2 16S 
Firmicutes; 


strain B7-43 16S 


Proteob 


Clost 
162376 Bacteria_16S 
strain Hbl 16S ri 
E 
162376 Bacteria_16S 


Lacto 
162376 Bacteria_16S 


16S 3699209 3699272 49 112 gi 
1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
16S 3939402 3939457 57 112 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteria; 
16S 4241254 4241309 57 112 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
16S 26568 26630 50 112 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 198201 198263 50 112 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
210727 210789 50 112 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
212281 212343 50 112 gi 
S ribosomal RNA, partial sequence 


nce 


ce 


25762 


219846437 
36983 
ibrionales 
219846266 
equence 
Rhizobi 


219846041 
42404 
les; Methy 
265679046 
27159 
Clostridiu 
265678931 
uence 

diales; 
265678922 
1 sequence 
iales; 
265678921 
211461 21296 


cl 


Clo 


ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_025856.1 

3938625 394003 
ales; Methylobac 


Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 

Methylobacterium 
1 Methylobacterium 
teriaceae; 


v 


ref |NR_025631.1 
69 4241874 Methyl 


Methylobacterium 
obacterium aquaticum 
lobacteriaceae; Methylobacterium. 
ref|NR_029354.1| Clostridium roseum 

Clostridium roseum Bacteria; 
m. 
ref |NR_029239.1 

197405 198934 
ostridiaceae; Cl 
ref |NR_029230.1 

209908 211410 
stridiaceae; Clostridium. 
ref|NR_029229.1| Clostridium baratii 
8 Clostridium baratii Bacteria; 


Clostridium 
Clostridium 
ostridium. 
Clostridium 
Clostridium 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
276102 276156 58 112 gi| 265678876 |ref|NR_029182.1| Helicobacter bilis 
bosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 


psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

344764 344818 58 112 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

362564 362618 58 112 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

162376 Bacteria_16S 371451 371505 58 112 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

162376 Bacteria_16S 590162 590224 50 112 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

162376 Bacteria_16S 652490 652552 50 112 gi|265678615|ref|NR_028920.1] Clostridium uliginosum 


strain CK55 16S r 
Firmicutes; Clost 


162376 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


162376 Bacteria_16S 
ain 743B 16S ribosomal RNA, partial se 


cellulovorans str 
cellulovorans 743 


162376 Bacteria_16S 


echinoides strain 
echinoides Bacter 


strain SH1 16S ri 
Firmicutes; Clost 


162376 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


162376 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


162376 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


162376 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


162376 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1128248 1128302 58 112 gi 


1356796 1356858 50 112 


gi 
B Bacteria; Firmicutes; Clostridia; Cl 
1704056 1704110 58 112 gi 
IMET 10491 16S ribosomal RNA, partial 


1707056 1707118 50 112 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1840933 1840987 58 112 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1939600 1939654 58 112 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


gi 


2292832 2292886 58 112 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2332065 2332119 58 112 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


2426427 2426481 58 112 
ribosomal RNA, partial sequence 
lales; Planococcaceae; 


gi 


Viridibacillus. 


B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


ia; Proteobacteria; Alphaproteobacteri 
162376 Bacteria_16S 


651676 65311 
Clostridiu 


253680771 
ria; 
228720131 


quence 


219878405 
sequence 

a; 

219878403 


1706248 17077 
ostridiu 


cl 
219878308 
al sequenc 
ct 
219878235 
sequence 
ria; 


219857536 
22920 
S; 
219857508 
sequence 
ria; 


219857441 


1 sequence 
Campy 


ostridiale 


Rhizobi 


obacilla 


Rhizo 


Helicob 


Campy 


2 Clostridium uliginosum Bacteria; 
m. 

ref|NR_028019.1 
127427 112890 


lobacterales; He 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


ref|NR_027589.1 
1356004 135748 
s; Clostridiacea 
ref|NR_025544.1 
1703281 170468 


Clostridium 
9 Clostridium 
e; Clostridium. 
Methylocystis 
7 Methylocystis 
ales; Methylocystaceae; Methylocystis. 
ref|NR_025542.1| Clostridium diolis 
30 Clostridium diolis Bacteria; 
m. 
ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref |NR_025374.1 
1938810 194024 
biales; Methylob 


Lactobacillus 

3 Lactobacillus 
lus. 
Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 

4 Helicobacter 
licobacteraceae; 


ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025096.1 
2331268 233272 
lobacterales; He 


ref Viridibacillus neidei 


NR_025029.1 


2425586 2426998 Viridibacillus neidei Bacteria; 


162376 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


162376 Bacteria_16S 


strain A3.12 16S 


Proteobacteria; D 


162376 Bacteria_16S 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


162376 Bacteria_16S 
6S ribosomal RNA, partial sequence 2671138 26725 


strain CMRI H02 1 
Proteobacteria; E 


162376 Bacteria_16S 


strain NCIMB 1112 


162376 Bacteria_16S 


strain DS1 16S ri 


Firmicutes; Clost 


162376 Bacteria_16S 


strain WV6 16S ri 


Firmicutes; Clost 


162376 Bacteria_16S 


DSM 10228 16S rib 


Firmicutes; Clost 


psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3005305 3005359 58 112 gi|219846920|ref|NR_026512.1 
6 16S ribosomal RNA, partial sequence 3004529 3005936 Methyl 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 
3035501 3035563 50 112 gi|219846899|ref|NR_026491.1 
bosomal RNA, partial sequence 3034695 30361 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
3248786 3248848 50 112 gi| 219846755 |ref|NR_026347.1 
bosomal RNA, partial sequence 3247999 32493 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
3265231 3265293 50 112 gi|219846744|ref|NR_026336.1 
osomal RNA, partial sequence 3264433 32658 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
3501464 3501526 50 112 gi| 219846575 |ref|NR_026167.1 


162376 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


162376 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


162376 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


162376 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


162376 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


162376 Bacteria_16S 


halophilum strain 
halophilum Bacter 


162376 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


162376 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


162376 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


hispanicum strain 
Bacteria; Proteob 


162376 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


162376 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


162376 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


162376 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


2530551 2530613 50 112 
ridia; Clostridiales; 


2533626 2533680 58 112 


2563527 2563581 58 112 


2671929 2671983 58 112 


ridia; Clostridiales; 
3531855 3531917 50 
omal RNA, partial sequence 
ridiales; Clostridiaceae; 
3533301 3533363 50 


112 


112 


ridia; Clostridiales; Clostridi 
3550382 3550444 50 112 
rain ATCC 25780 16S ribosomal 
cteria; Firmicutes; Clostridia; 
3635324 3635378 58 112 


acteria; Epsilonproteobacteria; 
3653683 3653729 68 114 
SEBR 3139 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; 


3697684 3697738 58 112 


3819298 3819352 58 112 
bosomal RNA, partial sequence 


3822360 3822414 58 112 
bosomal RNA, partial sequence 
4239796 4239850 58 112 
acteria; Alphaproteobacteria; 
375975 376020 67 112 
ain XIL14 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; 
392927 392972 67 112 
in 2301065 16S ribosomal RNA, p 
eria; Firmicutes; Bacillales; P 
653963 654008 67 112 
MV1087 16S ribosomal RNA, parti 
tes; Clostridia; Clostridiales; 
1435431 1435476 67 112 
n 20CM 16S ribosomal RNA, parti 
tes; Bacillales; Paenibacillace 


162376 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


162376 Bacteria_16S 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 


2983953 2983998 67 112 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3904707 3904752 67 112 


ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 


S ribosomal RNA, partial sequence 


RNA, par 


7 16S ribosomal RNA, partial sequence 


partial 
Clostridia 


psilonproteobacteria; Campylobacterale 


psilonproteobacteria; Campylobacterale 
162376 Bacteria_16S 
GP34 16S ribosomal RNA, partial seque 
Rhizobia 


complete 


gi 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


ref|NR_024945.1 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Clostridium. 
gi|219857355|ref|NR_024943.1| Peredibacter starrii 
2532800 2534256 Peredibacter starrii Bacteria; 
Bacteriovoracaceae; Peredibacter. 
gi|219857335|ref|NR_024923.1| Helicobacter 
ial sequence 2562731 2564150 Helicobacter 
acteria; Campylobacterales; Helicobacteraceae; 
gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
55 Helicobacter ganmani Bacteria; 


6S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


cl 
gi 


gi 


aceae; Sarcina. 


gi 
ti 
Clostrid 
gi 


iales; 


Campylob 


gi 
se 
le 


quence 
Ss; 
gi 


Ss; 
gi 


Ss; 
gi 


Ss; 


gi 
nce 


gi 
sequence 
Paeniba 
gi 
artial 
aenibac 
gi 
al sequ 
Clostr 
gi 
al sequ 
ae; Pae 
gi 


sequence 
illaceae; 


idiaceae; 


gi 


ostridiu 
219846555 

3531057 3532455 Sarci 
Sarcina. 
219846554 
3532506 35339 


219846543 
al seque 


219846482 
36345 

acterale 

219846469 


Pepto 
219846438 
6S ribosomal RNA, partial sequence 3696887 36983 
psilonproteobacteria; Campylobacterale Helicob 
219846350 
3818485 38199 
Helicob 
219846348 
3821543 38230 
Helicob 
219846042 
42390 
les; Methy 
265678804 


cillaceae; 
265678793 


265678614 
ence 65316 


224581431 
ence 14345 
nibacillus. 
219846934 
2983106 29845 


219846292 


m. 
ref|NR_026147.1 
na maxima Bacter 


ref |NR_026146.1 


ref 
nce 


NR_026135.1 
354957 
lostridiaceae; C 
ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026061.1 
3652827 365435 
coccaceae; Desul 
ref |NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref|NR_025941.1 


Cc 


acte 
ref 


raceae; Heli 
NR_025939.1 


acteraceae; Heli 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_029109.1 

375101 376646 
Paenibacillus. 
ref|NR_029098.1 

392074 393575 
Paenibacillus. 
ref |NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref|NR_027213.1 
76 1436085 Paenib 


ref |NR_026526.1 


cobacter. 
Methylosinus sporium 
osinus sporium Bacteria; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Clostridium 
2 3551038 Clostridium 
lostridium. 
Helicobacter rodentium 
bacter rodentium 
ceae; Helicobacter. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Helicobacter cinaedi 


57 Helicobacter cinaedi Bacteria; 


cobacter. 
Helicobacter muridarum 


20 Helicobacter muridarum Bacteria; 


cobacter. 
Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Paenibacillus 
Paenibacillus 


Paenibacillus 
Paenibacillus 


Caloranaerobacter 
naerobacter azorensis 
r. 

Paenibacillus 
acillus antarcticus 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


ref |NR_025882.1 


390383 


amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


Paenibacillus 
4 3905341 Paenibacillus 


162376 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


162376 Bacteria_16S 
strain JW/Z-1 16S ribosomal RNA, parti 
Clostridia; 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


162376 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


162376 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


162376 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


162376 Bacteria_16S 


1279 16S ribosoma 


Deinococcus-Thermus; 
162376 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


162376 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


162376 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


162376 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


162376 Bacteria_16S 
profundus strain 506 16S ribosomal RNA, partial sequenc 
Thermales; 


Bacteria; Deinoco 


162376 Bacteria_16S 


strain T4 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
162376 Bacteria_16S 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


162376 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


162376 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


162376 Bacteria_16S 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 


hesperidum strain 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


162376 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


162376 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


162376 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


162376 Bacteria_16S 


50736 50796 49 
All 16S ribosomal RNA, 


109 


329323 329367 68 112 
Bacteria; 
acter. 

649633 649685 60 


Firmicutes; 
112 


acteria; Alphaproteobacteria; 
700861 700905 68 112 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
702345 702389 68 112 
ribosomal RNA, partial sequence 


Deinococci; Thermales; 
1160012 1160056 68 112 
71 16S ribosomal RNA, partial 
Firmicutes; Clostridia; 
1200898 1200942 68 112 
2261 16S ribosomal RNA, partial 
ynergistetes; Synergistia; 
1368837 1368889 60 
RS-1 16S ribosomal RNA, 
acteria; Deltaproteobacteria; 
1380893 1380945 60 112 
BL2 16S ribosomal RNA, partial 
acteria; Alphaproteobacteria; 
1436962 1437022 52 112 


112 


ccus-Thermus; Deinococci; 
1629207 1629259 60 
osomal RNA, partial sequence 


112 


1767886 1767930 68 112 


tes; Clostridia; Clostridiales; 


1801074 1801118 68 112 


tes; Bacillales; 
1903483 1903527 68 112 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; 


2032508 2032552 68 112 


2048044 2048088 68 112 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; 
2453614 2453658 68 112 
in KCTC 3667 16S ribosomal RNA, 
eria; Firmicutes; Bacillales; 
2574278 2574330 60 112 


ria; Proteobacteria; 


2606581 2606633 60 112 


acteria; Deltaproteobacteria; 
2703520 2703580 52 112 


complete seque 
acteria; Deltaproteobacteria; Desulfov 


B2 16S ribosomal RNA, partial sequenc 
Rhizobia 


Paenibacillus 


Thermaceae; 
sequence 
Clostridiales 
Synergistal 
complete sequ 


Desulfov 


Rhizobia 


ZF2 16S ribosomal RNA, partial sequenc 


IS1 16S ribosomal RNA, partial sequenc 
Paenibacillaceae; 


Facklamia. 


Paenibacillus. 


Thermoac 
n ALA-3 16S ribosomal RNA, partial seque 


Deltaproteobacter 


n HDv 16S ribosomal RNA, partial seque 
Desulfov 


265679030 
nce 49907 
ibrionales 
265678841 
al sequenc 
tridiales; 


gi 


gi 
Clos 


265678618 
e 64884 
les; Beije 
gi| 265678582 
699985 70142 


gi 


gi|265678581 
701473 70290 


lales; Paenibacillaceae; Paenibacillus. 

858386 858438 60 112 gi| 265678473 |ref|NR_028776.1 
Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulf 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 

1063552 1063596 68 112 gi| 265678335 |ref|NR_028637.1 
n TA-67 16S ribosomal RNA, partial sequence 1062699 106423 
ria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacill 

1158449 1158513 48 112 gi|228721491|ref|NR_027614.1 
1 RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 


228721485 

11591 
7 Peptococ 
228715386 
ce 12000 
es; Synerg 
228718692 
ence 13679 
ibrionales 
228717274 
ce 13801 
les; Beije 
224581430 
e 14361 
Thermaceae; 
gi| 219878457 
1628419 16298 
rinckiacea 
219878359 
e 17670 
id 


gi 


gi 
sequen 


gi 


gi 
sequen 


gi 


gi 
Clostr 


219878335 
e 18002 
Paeni 
gi|219878261 
1902626 19040 


gi 


219878174 
ence 20316 
Alicycloba 
gi| 219878160 
2047168 20487 


gi 


219857417 
1 sequence 
tinomyceta 
219857285 
nce 

Desulf 


gi 
partia 


gi 


ia; 
219857264 
nce 26057 
ibrionales 
219857186 


gi 


gi 


desulfurans strain St55B 16S ribosomal RNA, partial sequence 


desulfurans Bacte 


ria; Deinococcus-Thermus; 


Deinococci; 


Thermales; 


Meiothermus. 


iales Family 


bacillus. 


ref |NR_029338.1 

51436 Desulf 
; Desulfovibrion 
ref|NR_029146.1 
e 328486 329942 
Clostridiales F 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref |NR_028887.1 
2 Paenibacillus 


ref|NR_028886.1 
9 Paenibacillus 


ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref |NR_025498.1 
74 1768507 Sedime 
XI. Incerta 


ref|NR_025474.1 
19 1801737 Paenib 


ref |NR_025400.1 


ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025299.1 
07 Paenibacillus 


ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref|NR_024916.1 
2573428 257495 


ovibrionales; De 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Sedimentibacter 

Sedimentibacter 
amily XI. Incertae 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Alicyclobacillus 
1 Alicyclobacillus 
us. 
Meiothermus ruber DSM 
1279 Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Aminobacterium 
acterium colombiense DSM 
acterium. 

Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 

Methylocella 
ocella silvestris BL2 
hylocella. 

Oceanithermus 
thermus profundus 


Methylocella tundrae 


tundrae Bacteria; 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Paenibacillus 
acillus stellifer 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Paenibacillus borealis 
borealis Bacteria; 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 


ref|NR_024814.1 
2702689 270407 
Thermaceae; Oce 


Oceanithermus 
1 Oceanithermus 
anithermus. 


162376 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


162376 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


162376 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


162376 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


162376 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


162376 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


162376 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


162376 Bacteria_16S 


strain K 16S ribo 
Proteobacteria; A 


162376 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


162376 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


162376 Bacteria_16S 


vulcanalis strain 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


162376 Bacteria_16S 


strain 941 16S ri 
Proteobacteria; A 


162376 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


162376 Bacteria_16S 


satelles strain V 
satelles Bacteria 


162376 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


162376 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


162376 Bacteria_16S 


cellulosolvens 6 
Bacteria; Firmicu 


162376 Bacteria_16S 


51271 16S ribosom 
Firmicutes; Clost 


162376 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


2723028 2723072 68 112 


gi 
tes; Bacillales; Alicyclobacillaceae; Al 
2729207 2729251 68 112 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2786073 2786117 68 112 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2787653 2787697 68 112 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 
2789206 2789250 68 112 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
3041641 3041685 68 112 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 

3049297 3049341 68 112 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Aerococcaceae; E 
3050723 3050775 60 112 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


qu 
ac 


ia 
cl 


ce 
Al 


ce 
ni 


re 


s 
te. 
112 


3071800 3071852 60 gi 


lphaproteobacteria; Rhizobiales; Beijeri 
3151515 3151567 60 112 gi 
in KMS2 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


ue 
ei: 


3247283 3247327 68 112 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
4048403 4048447 68 112 gi 
CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 

4066415 4066467 60 112 gi 


1 
ia 


en 
Al 


eltaproteobacteria; Desulfovibrionales; 


353599 353653 58 112 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Hypho 
394403 394466 49 112 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
783743 783806 49 112 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
910057 910120 49 112 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
931718 931781 49 112 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
1303280 1303343 49 112 gi 


mi 


Oo 


s 
S; 


v 


qu 
ia 


ta 
lo 


Eubact 
gi 


tes; Clostridia; Clostridiales; 
1499084 1499147 49 112 
al RNA, complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
2527498 2527560 50 112 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2614330 2614381 61 112 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


er 


Cc 


ne 
oc 


’ 


162376 Bacteria_16S 


219857173 


27 
icycl 


221 
oba 


219857168 


ence 


illaceae 


219857126 


1 seq 
obaci 


uen 
lla 


219857125 


27 
icycl 


867 
oba 


219857124 


27883 
bacillus 


219846895 
3040796 30422 


219846889 


30484 


equence 
ria; Des 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 


nckiacea 


219846821 


nce 


a; Desul 


219846756 


sequence 
les; Pep 


219846188 


ce 40475 
icycloba 


219846175 
16S ribosomal RNA, partial sequence 4065569 40669 


Desulfov 


265678821 
352821 35423 


crobiace 


265678792 


39362 
ribacter 


265678523 


equence 
Lachnos 


265678438 


ence 


les; Clo 


265678424 


al seque 
stridial 


219846514 
16S ribosomal RNA, partial sequence 1302478 13039 


iaceae; 


219846656 
1498269 1499735 Caton 


atonella 


219857359 


e 25266 
caceae; 


219857256 
2613469 26150 


Desulfov 


2837346 2837409 49 112 gi 


219856899 


acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


mococcus. 
219846888 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref |NR_024796.1 
2728379 272981 
; Alicyclobacill 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref |NR_024752.1 
65 2789727 Paenib 


ref 


NR_026487.1 


ref|NR_026481.1 
54 3049838 Eremoc 


ref|NR_026480.1 

3049889 305136 
ulfovibrionales; 
ref 
loce 
e; M 


NR_026466.1 
lla palustri 
ethylocella 
ref |NR_026413.1 

3150676 315218 
fovibrionales; D 


ref |NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref |NR_029126.1 


ae; Rhodoplanes. 
ref |NR_029097.1 
6 394999 Oribac 
ium. 
ref |NR_028827.1 

782926 784381 
piraceae; Shuttl 
ref|NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028726.1 
nce 930884 
es; Clostridiace 
ref|NR_026106.1 


cterium. 
NR_026248.1 
morbi ATCC 


Euba 
ref 
ella 
ref |NR_024947.1 
73 2528174 Desulf 
Desulfotomaculum 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 


Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Paenibacillus 
acillus koleovorans 


Facklamia languida 


68 Facklamia languida Bacteria; 


Eremococcus coleocola 
occus coleocola 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Methylocella palustris 
s Bacteria; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Alicyclobacillus 
lobacillus vulcanalis 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Oribacterium sinus 
terium sinus Bacteria; 


Shuttleworthia 
Shuttleworthia 
eworthia. 
Clostridium 
Clostridium 
stridium. 
Clostridium 
932385 Clostridium 
ae; Clostridium. 
Eubacterium 


66 Eubacterium cellulosolvens 6 


Catonella morbi ATCC 
51271 Bacteria; 


Desulfotomaculum 
otomaculum alkaliphilum 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Lactobacillus 


ref|NR_024718.1 
2836503 283790 


8 Lactobacillus 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Staphylococcus 
lococcus condimenti 


Enterococcus asini 


asini Bacteria; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Chrysiogenes arsenatis 


arsenatis Bacteria; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Clostridium 
Clostridium 
Butyrivibrio. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Geobacter 
Geobacter 
Geobacteraceae; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Oceanobacillus 
bacillus picturae 


Planomicrobium 
Planomicrobium 


162376 Bacteria_16S 3121467 3121530 49 112 gi|219846841|ref|NR_026433.1 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 3120644 312214 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus 
162376 Bacteria_16S 3123014 3123077 49 112 gi|219846840|ref|NR_026432.1 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoni 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammon 
162376 Bacteria_16S 4025506 4025569 49 112 gi|219846206|ref|NR_025796.1 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 40261 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

162376 Bacteria_16S 4183788 4183851 49 112 gi|219846088|ref|NR_025678.1 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 418440 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcacea 
162376 Bacteria_16S 40041 40095 58 112 gi| 265679037 |ref|NR_029345.1 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

162376 Bacteria_16S 52358 52412 58 112 gi| 265679029 |ref|NR_029337.1 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

162376 Bacteria_16S 62936 62990 58 112 gi|265679022|ref|NR_029330.1 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
162376 Bacteria_16S 131222 131276 58 112 gi| 265678975 |ref|NR_029283.1 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

162376 Bacteria_16S 260926 260980 58 112 gi| 265678887 |ref|NR_029195.1 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
162376 Bacteria_16S 271521 271583 50 112 gi| 265678879 |ref|NR_029185.1 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
162376 Bacteria_16S 273017 273071 58 112 gi| 265678878 |ref|NR_029184.1 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacter 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rh 
162376 Bacteria_16S 280598 280660 50 112 gi| 265678873 |ref|NR_029179.1 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Geobacter. 

162376 Bacteria_16S 315591 315645 58 112 gi|265678850|ref|NR_029155.1 
strain 2678 16S ribosomal RNA, partial sequence 314818 31623 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
group. 

162376 Bacteria_16S 317055 317109 58 112 gi| 265678849 |ref|NR_029154.1 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Ricket 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

162376 Bacteria_16S 318546 318600 58 112 gi| 265678848 |ref|NR_029153.1 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bar 
162376 Bacteria_16S 355058 355112 58 112 gi|265678820|ref|NR_029125.1 
strain AS130 16S ribosomal RNA, partial sequence 354284 35569 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
162376 Bacteria_16S 364015 364069 58 112 gi|265678812|ref|NR_029117.1 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenyl 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
162376 Bacteria_16S 511251 511305 58 112 gi|265678711|ref|NR_029016.1 
strain Tf 16S ribosomal RNA, partial sequence 510382 51190 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

162376 Bacteria_16S 526466 526520 58 112 gi|265678701|ref|NR_029006.1 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

162376 Bacteria_16S 532522 532576 58 112 gi| 265678697 |ref|NR_029002.1 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 53318 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

162376 Bacteria_16S 606779 606833 60 114 gi| 265678647 |ref|NR_028952.1 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceano 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

162376 Bacteria_16S 609847 609901 58 112 gi| 265678645 |ref|NR_028950.1 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
162376 Bacteria_16S 611394 611448 58 112 gi|265678644|ref|NR_028949.1 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 6 

mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


Lactobacillus 


10536 612079 Lactobacillus 


162376 Bacteria_16S 678302 678356 58 112 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

162376 Bacteria_16S 679747 679801 58 112 gi|265678596|ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
162376 Bacteria_16S 697894 697948 58 112 gi| 265678584 |ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

162376 Bacteria_16S 718901 718955 60 114 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

162376 Bacteria_16S 794370 794424 58 112 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
162376 Bacteria_16S 958116 958170 58 112 gi| 265678406 |ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

162376 Bacteria_16S 1025422 1025476 58 iT? gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 1026037 Rhizobium yanglingense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
162376 Bacteria_16S 1046901 1046955 60 114 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

162376 Bacteria_16S 1055906 1055960 60 114 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

162376 Bacteria_16S 1069504 1069558 58 112 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

162376 Bacteria_16S 1129757 1129811 58 112 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

162376 Bacteria_16S 1155455 1155509 60 114 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

162376 Bacteria_16S 1196406 1196460 58 112 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

162376 Bacteria_16S 1232626 1232680 58 112 gi|219878271|ref|NR_025410.1]| Bartonella 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 1231844 1233289 Bartonella 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
162376 Bacteria_16S 1286734 1286788 58 112 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

162376 Bacteria_16S 1321704 1321758 58 112 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

162376 Bacteria_16S 1419960 1420014 58 112 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

162376 Bacteria_16S 1487014 1487068 58 112 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
162376 Bacteria_16S 1493065 1493119 58 112 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

162376 Bacteria_16S 1503479 1503533 58 112 gi|219846475|ref|NR_026067.1| Rhizobium tropici 
strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
162376 Bacteria_16S 1554963 1555017 58 112 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

162376 Bacteria_16S 1562380 1562434 58 112 gi|219846143|ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

162376 Bacteria_16S 1580398 1580452 58 112 gi|219878491|ref|NR_025251.1] Sinorhizobium 


americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Sinorhizobium/Ensifer group; Sinorhizobium. 


1579624 1581060 Sinorhizobium 


162376 Bacteria_16S 


1635391 1635445 58 112 


gi 


maitriensis strain S1 16S ribosomal RNA, partial sequen 


Bacteria; Firmicu 


162376 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


162376 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


162376 Bacteria_16S 


tes; Bacillales; 
1636853 1636907 58 
omal RNA, partial sequence 
laceae; Bacillus. 

1638344 1638398 58 
omal RNA, partial sequence 
laceae; Bacillus. 


1656619 1656673 58 


112 


112 


112 


Planococcaceae; 


Plano 
gi 


gi 


gi 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobact 


162376 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


162376 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


carmonensis strai 
carmonensis Bacte 


162376 Bacteria_16S 


necropolis strain 
necropolis Bacter 


162376 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


162376 Bacteria_16S 
6S ribosomal RNA, partial sequence 1856650 18581 


strain DSM 9172 1 
Firmicutes; Lacto 


162376 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain LMG 17489 


1685587 1685641 58 112 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1690136 1690190 58 112 
tes; Bacillales; 
1732931 1732993 50 112 
ribosomal RNA, partial sequenc 


bacillales; Carnobacteriaceae; 
1941142 1941196 58 112 
lales; Bacillaceae; Bacillus. 
1945851 1945905 58 112 


gi 


219878453 
ce 16345 
coccus. 

219878452 


1636012 1637452 Bacil 


219878451 


1637503 1638932 Bacil 


219878437 
sequence 
eria; Rhiz 
219878418 


1684753 16861 


gi 


in M8 16S ribosomal RNA, partial seque 
Planococcaceae; 


Plano 
gi 
e 


1790430 1790484 60 114 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1804201 1804255 60 114 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1808824 1808878 58 112 gi 
n CMS 260r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1857510 1857564 58 112 gi 


Trichoc 
gi 


gi 


219878414 
nce 16892 
coccus. 

219878386 


1732113 17335 
ridia; Clostridiales; Lachnospiraceae; 
162376 Bacteria_16S 


Butyrivib 
219878342 
sequence 
ae; Virgib 
219878333 
sequence 
e; Virgiba 
219878330 
sequence 
aceae; Pla 
219878296 


occus. 
219878234 


16S ribosomal RNA, partial sequence 1940300 19418 


219878231 


ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025557.1 


ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025525.1 
87 Butyrivibrio 


69 Trichococcus 


ref |NR_025373.1 


ref |NR_025370.1 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Butyrivibrio hungatei 


hungatei Bacteria; 


rio. 

ref|NR_025481.1| Virgibacillus 
1789570 1791087 Virgibacillus 

acillus. 

ref|NR_025472.1| Virgibacillus 
1803341 1804862 Virgibacillus 

cillus. 

ref|NR_025469.1] Planococcus 
1807983 1809461 Planococcus 

nococcus. 

ref|NR_025435.1 


Trichococcus palustris 


palustris Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


16S ribosomal RNA, partial sequence 1945009 19464 


Firmicutes; 


Bacillales; 


Bacillaceae; Bacillus. 


74 Bacillus fumarioli Bacteria; 


162376 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


162376 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


162376 Bacteria_16S 


strain ATCC 15253 


1974493 1974547 58 112 
ibosomal RNA, partial sequence 
lales; Planococcaceae; 
2022057 2022111 58 112 
acteria; Alphaproteobacteria; 
2023546 2023600 58 112 


gi 


219878212 


1973642 19751 


Marinibacillus. 


gi 


16S ribosomal RNA, partial sequence 
Caulobac 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


162376 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain 7d 16S rib 


162376 Bacteria_16S 


strain CCBAU 7104 
Bacteria; 
Rhizobium. 


Proteob 


162376 Bacteria_16S 


strain SK-1 16S r 


Firmicutes; Bacil 


162376 Bacteria_16S 


strain 91-4 16S r 


2038651 2038705 60 114 


gi 


219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
219878169 


16S ribosomal RNA, partial sequence 2037802 20393 


ref |NR_025351.1 


ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref |NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref |NR_025308.1 
07 Virgibacillus 


ref |NR_025247.1 


ref |NR_025192.1 
37 Amphibacillus 


lales; Bacillaceae; Virgibacillus. 
2115184 2115238 58 112 gi| 219857658 
ibosomal RNA, partial sequence 2114343 21158 

lales; Planococcaceae; Planococcus. 
2192450 2192504 60 114 gi| 219857604 
ribosomal RNA, partial sequence 2191612 21930 

lales; Bacillaceae; Amphibacillus. 
2221135 2221189 58 112 gi| 219857585 
osomal RNA, partial sequence 2220358 22217 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
2245352 2245406 58 112 gi| 219857569 
2 16S ribosomal RNA, partial sequence 22445 
acteria; Alphaproteobacteria; Rhizobiales; Rhizo 
2266990 2267044 58 112 gi| 219857555 
ibosomal RNA, partial sequence 2266147 22676 

lales; Bacillaceae; Geobacillus. 

2295808 2295862 58 112 gi| 219857533 
ibosomal RNA, partial sequence 2295034 22964 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
2297274 2297328 58 112 gi| 219857532 


162376 Bacteria_16S 
strain IBS 193 16S ribosomal RNA, partial sequence 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Virgibacillus proomii 
proomii Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Amphibacillus tropicus 
tropicus Bacteria; 


ref|NR_025173.1| Xanthobacter viscosus 
41 Xanthobacter viscosus Bacteria; 

ae; Xanthobacter. 

ref|NR_025157.1| Rhizobium indigoferae 
78 2245989 Rhizobium indigoferae 
biaceae; Rhizobium/Agrobacterium group; 
ref|NR_025143.1| Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


ref|NR_025121.1| Bartonella bovis 

38 Bartonella bovis Bacteria; 
Bartonella. 

ref|NR_025120.1| Bartonella capreoli 


2296489 2297931 Bartonella capreoli Bacteria; 


162376 Bacteria_16S 2398711 2398765 58 112 
aquimarina strain SW28 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Planococcaceae; 
162376 Bacteria_16S 2404823 2404877 58 112 
strain MT-1077 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Lactobacillaceae; 
162376 Bacteria_16S 2444432 2444486 58 112 


koreense strain JGO7 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
162376 Bacteria_16S 


Bacillales; Planococcaceae; 
2449018 2449072 58 112 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequen 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; 


162376 Bacteria_16S 2549711 2549765 58 112 
strain C-29 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


162376 Bacteria_16S 2622037 2622091 58 112 
mcmeekinii strain 
Bacteria; Firmicutes; 


162376 Bacteria_16S 


Bacillales; Planococcaceae; 
2628191 2628245 60 114 


halotolerans strain NN 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Bacillales; Bacillaceae; 
162376 Bacteria_16S 2679560 2679614 60 114 
juripiscarius strain IS40-3 16S ribosomal RNA, 
juripiscarius Bacteria; Firmicutes; Bacillales; 
162376 Bacteria_16S 2681097 2681151 58 112 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
Lactobacillales; 


psychrotolerans Bacteria; 
162376 Bacteria_16S 


Firmicutes; 


2697340 2697394 58 112 


voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
Bacillaceae; 


voinovskiensis Bacteria; Firmicutes; Bacillales; 
162376 Bacteria_16S 2698894 2698948 58 112 
MA001 16S ribosomal RNA, partial sequence 
Bacillales; Bacillaceae; Bacillus. 


162376 Bacteria_16S 2706532 2706586 58 112 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 
Bacillales Family 


oxidotolerans Bacteria; 
162376 Bacteria_16S 


Firmicutes; Bacillales; 
2708068 2708122 58 112 


thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; 


Hydrogenimonas. 
162376 Bacteria_16S 2721515 2721569 58 112 
lithotrophicum strain 42BKT 16S ribosomal RNA, 
162376 Bacteria_16S 


2727657 2727711 58 112 


hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 
Hydrogenothermac 


hydrogeniphila Bacteria; Aquificae; Aquificales; 
162376 Bacteria_16S 2732232 2732286 58 112 


psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 


psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacte 
162376 Bacteria_16S 2795011 2795065 58 112 gi| 219857120 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; C 
162376 Bacteria_16S 2872911 2872965 58 112 gi| 219856876 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

162376 Bacteria_16S 2929323 2929377 58 112 gi| 219856837 


strain IFO 13613 


162376 Bacteria_16S 2999141 2999195 58 112 


flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 
Bacillaceae; 


flavithermus Bacteria; 
162376 Bacteria_16S 

immobile strain E 
Bacteria; Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 3037024 3037086 50 112 


Firmicutes; Bacillales; 
3026300 3026354 58 112 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 
Clostridiales; 


sartagoforme Bacteria; 
162376 Bacteria_16S 
strain S369-98-1 
Firmicutes; Lactobacillales; Streptococcaceae; 
162376 Bacteria_16S 3076266 3076320 58 112 
strain ORS 992 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


3064502 3064556 58 112 


sequence 
Sporosarcina. 


Lactobacillus. 


Planomicrobium. 


S23F2 16S ribosomal RNA, partial sequence 26212 
Planomicrobium. 
Gracilibacillus. 


partial 
Bacillaceae; 


partial 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; S 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 


16S ribosomal RNA, partial sequence 
Caulobacterales; 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptococcus. 


219857461 
23978 


gi 
gi|219857457 
2403965 24054 


219857423 
24435 


gi 
gi|219857420 


Carnobacte 
gi|219857344 
2548929 25503 


gi] 219857251 


219857246 
26273 


gi 


219857203 
sequence 
Lent 
219857202 
sequence 
Carnobacte 
219857190 


gi 


gi 


gi 


Ano 


gi|219857184 


gi 


gi|2 
sequence 


gi|219857169 


gi|219857166 


gi|219846924 
Anoxy 
219846906 
30255 
Cc 
219846898 


gi 


gi 


Clo 


gi|219846879 


ref |NR_025049.1 
69 2399376 Sporos 


ref|NR_025045.1 
86 Lactobacillus 


ref|NR_025011.1 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref |NR_024932.1 


Bartonella. 
ref|NR_024881.1 


ref |NR_024876.1 
22 2628862 Gracil 


ref |NR_024831.1 
2678696 268021 
ibacillus. 
ref |NR_024830.1 
2680270 268176 
riaceae; 


NR_024817.1 
asahii Bacte 


NR_024812.1 
2705678 270719 

Incertae S 
NR_024811.1 
2707242 270866 
ylobacterales; H 


ref |NR_024802.1 
2720705 272211 
ulfurovum. 
ref |NR_024797.1 
2726822 272832 
eae; Persephonel 
ref|NR_024794.1 
2731401 273285 
riaceae; Marinil 
ref|NR_024748.1 
2794179 279557 
lostridiaceae; A 
ref |NR_024695.1 


ref |NR_024656.1 
56 Terasakiella 
e; Terasakiella. 
ref|NR_026516.1 

2998293 299981 
bacillus. 
ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref|NR_026471.1 
27 Streptococcus 


gi|219846871 


Sporosarcina 
arcina aquimarina 


Lactobacillus kimchii 
kimchii Bacteria; 


Planomicrobium 


92 2445097 Planomicrobium koreense 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Planomicrobium 


00 2622680 Planomicrobium mcmeekinii 


Gracilibacillus 
ibacillus halotolerans 


Lentibacillus 
9 Lentibacillus 


Alkalibacterium 
1 Alkalibacterium 


Alkalibacterium. 


Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Sulfurovum 
0 Sulfurovum 


Persephonella 
8 Persephonella 
la. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Alkaliphilus 
1 Alkaliphilus 
lkaliphilus. 
Bacillus niacini 


82 Bacillus niacini Bacteria; 


Terasakiella pusilla 


pusilla Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Clostridium 
6 Clostridium 
stridium. 
Streptococcus 
ovis Bacteria; 


ovis 


ref|NR_026463.1 


Rhizobium undicola 


3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


162376 Bacteria_16S 
in CCUG 35045 16S ribosomal RNA, partial 
eria; Proteobacteria; Epsilonproteobacteria; 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


162376 Bacteria_16S 


strain TagT2C 16S 
autotrophicus str 
Bacteria; Proteob 
strain 301 16S ri 
acidigallici stra 


acidigallici Bact 
Pelobacter. 


162376 Bacteria_16S 

216 16S ribosomal RNA, 
acteria; Alphaproteobacteria; 
162376 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


strain BL 70/20 1 
Firmicutes; Clost 


strain LMG 7837 1 


Sinorhizobium. 


162376 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


strain USDA 1844 

strain Inkinen 16 
Proteobacteria; E 
aeschlimannii str 
Rickettsia; 


sporothermodurans 
sporothermodurans 


162376 Bacteria_16S 
strain RB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


fever group. 


162376 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


strain Hh-2 16S r 
Proteobacteria; 


helveticus strain 
Bacteria; 


funditum strain p 
Bacteria; 


Helicobacter. 


162376 Bacteria_16S 
strain CS1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Rickettsia; 


ridia; 
162376 Bacteria_16S 


3212346 3212400 58 


3239735 3239789 58 


112 


112 


ribosomal RNA, partial sequence 


3307924 3307978 58 


3309386 3309440 58 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 
162376 Bacteria_16S 
in DSM 2377 16S ribosomal RNA, partial 
eria; 


3521222 3521284 50 
Proteobacteria; 


3577671 3577725 58 


3592988 3593050 50 


Clostridiales; 
3603770 3603824 58 


3630807 3630869 50 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 
162376 Bacteria_16S 


3646020 3646074 58 


3647512 3647566 58 


3679683 3679737 58 


3723330 3723384 58 


Bacteria; Firmicutes; 
3781403 3781457 58 


3788877 3788931 58 


3802438 3802492 58 


3808490 3808544 58 


3811627 3811681 58 


Lactobacillales; 
3820831 3820885 58 


3826941 3826995 58 


3846547 3846601 58 


3848037 3848091 58 


112 


ain 7c 16S ribosomal RNA, partial sequence 33071 
acteria; Alphaproteobacteria; 
162376 Bacteria_16S 


112 


112 


Deltaproteobacteria; 


112 


complete sequence 
Rhizobiales; 


112 


6S ribosomal RNA, partial sequence 3592199 35936 
Clostridiaceae; 


112 


6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


112 


112 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
162376 Bacteria_16S 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
162376 Bacteria_16S 


112 


112 


ain Mcl6 16S ribosomal RNA, partial sequence 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 

spotted fever group. 
162376 Bacteria_16S 
strain M215 16S ribosomal RNA, partial 


Rhizobiales; 


219846780 |ref 


gi 
Campylo 


gi|219846761 
3238968 32403 


ref 


219846716|ref 


gi 
Xanthobac 
gi| 219846715 |ref 
3308619 33100 


219846562 
sequence 
Desul 


gi ref 


furo 
219846524 
35769 


Bradyrhiz 
219846513 |ref 


gi ref 


gi 


Clostridium. 
gi|219846504|ref 
Sinor 
gi|219846485|ref 
3629961 36314 
Geobacterace 
gi|219846474|ref 
Rhizo 
gi|219846473|ref 
3646715 36481 
Helicobacte 


gi| 219846451 |ref 


NR_026372. 


sequence 3211554 32129 


bacterales; 


NR_026353. 


79 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 
162376 Bacteria_16S 


NR_026308. 


teraceae; 
NR_026307. 


30 Xanthobacter 


NR_026154. 


3520389 35218 


monadales; 


NR_026116. 


obiaceae; 


ae; 


raceae; 


Xanthobacter. 


Xanthobacter. 


NR_026096.1 
32 Sinorhizobium 


NR_026077.1 
35 Geobacter pelophilus Bacteria; 
Geobacter. 

NR_026066.1 
64 Rhizobium mongolense Bacteria; 
bium/Agrobacterium group; Rhizobium. 
NR_026065.1 
55 Helicobacter 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


7 


Xanthobacter tagetidis 
tagetidis Bacteria; 


Xanthobacter 


57 3308568 Xanthobacter autotrophicus 
Xanthobacter. 


Xanthobacter flavus 
flavus Bacteria; 


1| Pelobacter 
82 Pelobacter 
Pelobacteraceae; 


Blastobacter 


05 3578325 Blastobacter capsulatus 
Blastobacter. 

NR_026105.1 
66 Clostridium puniceum Bacteria; 


Clostridium puniceum 


Sinorhizobium saheli 
saheli Bacteria; 


hizobium/Ensifer group; 


Geobacter pelophilus 


Rhizobium mongolense 


Helicobacter salomonis 
salomonis Bacteria; 


Helicobacter. 
NR_026042.1 
3678896 368032 


Rickettsia 
3 Rickettsia 


Rickettsiales; Rickettsiaceae; Rickettsieae; 
112 gi|219846419|ref|NR_026010.1] Bacillus 
sequence 3722493 3723989 Bacillus 
Bacillales; Bacillaceae; Bacillus. 
112 gi|219846376|ref|NR_025967.1| Rickettsia honei 


112 


112 


112 


112 


112 


112 


Epsilonproteobacteria; Campylobacterales; 
162376 Bacteria_16S 
rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 
162376 Bacteria_16S 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 


112 


112 


3788062 3789489 Ehrlichia 
ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 
162376 Bacteria_16S 
ibosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterales; 
162376 Bacteria_16S 
D5248 16S ribosomal RNA, partial sequence 38076 
Proteobacteria; Epsilonproteobacteria; 
162376 Bacteria_16S 
£3 16S ribosomal RNA, partial 
Firmicutes; 
162376 Bacteria_16S 

acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; 


Campylobacterales; 


sequence 
Carnobacteriaceae; 


complete sequence 


3780594 37820 
R 


219846371|ref 


gi 


gi|219846361 
3801626 38030 
Helicobacte 
219846357 |ref 


ref 


gi 


Cc 
219846355 |ref 

38107 
Carnobacter 


219846349 |ref 


gi 


gi 
Campylob 
gi|219846345 
3826129 38276 


Helicobacte 
219846331|ref 


ref 


gi 


Rickettsi 


raceae; 


ium. 


38200 
acterales; 


raceae; Hel 


ales; 


219846330|ref 


gi 


NR_025962.1 
muris Bacteria; 


NR_025952.1 
95 Helicobacter 


NR_025940.1 


NR_025935.1 
02 Helicobacter felis Bacteria; 


NR_025921.1 
3845748 384718 
Rickettsiaceae; 


NR_025920.1 
3847238 3848677 Rickettsia montanensis 


84 Rickettsia honei Bacteria; 
ickettsieae; 


Rickettsia; spotted 


Ehrlichia muris strain 
Proteobacteria; 


Helicobacter hepaticus 
hepaticus Bacteria; 


Helicobacter. 
NR_025948.1 
88 3809126 Campylobacter helveticus 
ampy lobacteraceae; 
NR_025946.1 
56 3812276 Carnobacterium funditum 


Campylobacter 


Campylobacter. 
Carnobacterium 


Helicobacter 
08 3821492 Helicobacter 
Helicobacteraceae; 


Helicobacter felis 


icobacter. 

Rickettsia 

7 Rickettsia 
Rickettsieae; 


Rickettsia montanensis 


Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


spotted fever group. 


162376 Bacteria_16S 3849527 3849581 58 112 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

162376 Bacteria_16S 3935041 3935095 58 112 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

162376 Bacteria_16S 3940858 3940912 58 112 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

162376 Bacteria_16S 3976384 3976438 58 112 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

162376 Bacteria_16S 3993953 3994007 58 112 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

162376 Bacteria_16S 4004435 4004489 60 114 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

162376 Bacteria_16S 4108630 4108684 58 112 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

162376 Bacteria_16S 4117717 4117771 58 112 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

162376 Bacteria_16S 4131429 4131483 58 112 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

162376 Bacteria_16S 4197474 4197528 58 112 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

162376 Bacteria_16S 37159 37204 67 112 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

162376 Bacteria_16S 38562 38607 67 112 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

162376 Bacteria_16S 146429 146474 67 112 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

162376 Bacteria_16S 166327 166372 67 112 gi|265678952|ref|NR_029260.1| Clostridium tetani 


strain NCTC 279 1 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

162376 Bacteria_16S 259559 259604 67 112 gi| 265678889 |ref|NR_029197.1 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 

Ruegeria. 

162376 Bacteria_16S 295885 295930 67 112 gi| 265678863 |ref|NR_029169.1 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter 


Proteobacteria; Epsilonproteobacteria; Campylobacterale 


162376 Bacteria_16S 


357974 358019 67 11 


6S ribosomal RNA, partial sequence 165488 16699 


2 gi 


hongkongensis strain UST950701-009P 16S ribosomal RNA, 


hongkongensis Bacteria; Proteobacteria; Alphaproteobact 


Loktanella. 
162376 Bacteria_16S 
strain HTCC2597 1 


162376 Bacteria_16S 


G1212 16S ribosomal RNA, partial sequence 
Rhodobacterales; 


Alphaproteobacteria; 
162376 Bacteria_16S 
vestfoldensis str 
vestfoldensis Bac 
Loktanella. 

162376 Bacteria_16S 
helgolandensis st 
helgolandensis Ba 
Jannaschia. 

162376 Bacteria_16S 


6S ribosomal RNA, 


ain R-9477 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


379068 379113 67 11 


477367 477412 67 11 


503669 503714 67 11 


572259 572304 67 11 


584216 584261 67 11 


2 gi 


partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


2 gi 


476563 478023 Parac 
Rhodobacteraceae; 


2 gi 
partial 


2 gi 


rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


2 gi 


s; Helicob 
265678816 
partial se 
eria; Rhod 


265678802 


hodobacter 
265678733 


Paracoccu 
265678716 
sequence 

eria; Rhod 


265678671 
sequence 
teria; Rho 


quen 
obac 


occu 


obac 


doba 


5 Clostridium tetani Bacteria; 


acte 
ref 


raceae; Heli 
NR_029121.1 
ce 357208 
terales; Rho 


ref |NR_029107.1 


Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Loktanella 

358614 Loktanella 
dobacteraceae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


acea 
ref 


e; Oceanicol 
NR_029038.1 
s yeei Bacte 
Ss. 
ref|NR_029021.1 

502862 504310 
terales; Rho 


ref|NR_028976.1 
571472 572837 
cterales; Rh 


265678663 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 


a. 
Paracoccus yeei strain 
ria; Proteobacteria; 


Loktanella 
Loktanella 
dobacteraceae; 


Jannaschia 
Jannaschia 
odobacteraceae; 


ref |NR_028968.1 
583422 584837 


Paracoccus 
Paracoccus 


seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


162376 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


162376 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


162376 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


162376 Bacteria_16S 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


162376 Bacteria_16S 
Och 149 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
162376 Bacteria_16S 
antarcticus strain 307 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


162376 Bacteria_16S 


HEL-45 16S riboso 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
162376 Bacteria_16S 
rain 5SM22 16S ribosomal RNA, 
cteria; Proteobacteria; Alphaproteobac 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


162376 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


162376 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


162376 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
162376 Bacteria_16S 


strain R-8904 16S 


xylanilyticus str 
xylanilyticus Bac 


162376 Bacteria_16S 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaprote 


Paracoccus. 


162376 Bacteria_16S 
thiooxidans strain ALG 1 16S ribosomal RNA, partial seq 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacter 


Roseinatronobacte 


162376 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
162376 Bacteria_16S 
osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
162376 Bacteria_16S 


strain LBB1 16S r 


strain hl 16S rib 


strain JCM 9989 1 
Firmicutes; Clost 


162376 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


162376 Bacteria_16S 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


847931 847976 67 


928695 928740 67 


970368 970420 60 
cteria; Proteobacteria; 


1336989 1337034 67 


1352298 1352343 67 


1362763 1362808 67 


1370369 1370414 67 


1379476 1379521 67 


mal RNA, partial sequence 


1444683 1444728 67 


1611099 1611144 67 
n EL-88 
ria; Pro 


1612579 1612624 67 
in LMG 2 
eria; Pr 


1711629 1711674 67 


2071011 2071056 67 

ain XE 16S ribosomal RNA, 
teria; Firmicutes; 
2158968 2159013 67 


2336558 2336603 67 


Ge 
2341070 2341115 67 


2631234 2631279 67 
2889805 2889858 59 
ridia; Clostridiales; 


2926323 2926368 67 
train E-396 16S ribosomal 


3085492 3085537 67 


162376 Bacteria_16S 


3086937 3086982 67 


in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; 


n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; 


rain JJ 16S ribosomal RNA, partial seq 
Deltaproteobac 


16S ribosomal RNA, partial seq 
teobacteria; Alphaproteobacter 


2007 16S ribosomal RNA, partia 
oteobacteria; Alphaproteobacte 


Bacillales; 


acteria; Proteobacteria; Alphaproteoba 


112 gi 


Rhodobac 
112 gi 


Rhodobac 
112 gi 


112 


gi 


112 gi 


265678481 
nce 84713 
terales; 
265678426 
nce 92790 
terales; 
265678397 
uence 
teria; Des 
228721486 
equence 

eobacteria 


228720499 


1351515 1352883 Roseo 


112 gi 


Rhodobac 
112 gi 


Rhodobac 
112 gi 


hodobacter 
228719132 
nce 13619 
terales; 
228718299 


6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; 


terales; R 
228717469 


1378686 1380064 Ocean 


112 gi 


partial 


112 gi 


112 gi 


112 gi 


112 gi 
complete seq 
Paeniba 


112 gi 


112 gi 


112 gi 


112 gi 
112 gi 


112 
RNA, 


gi 
complet 


112 gi 


hodobacter 
224581424 
sequence 

teria; Rho 


219878469 
uence 
ia; Rhodob 


v 


219878468 
1 sequence 
ria; Rhodo 


219878400 


1710844 17122 


hodobacter 
219878143 
uence 

cillaceae; 
219857629 
partial s 
obacteria; 


219857504 
uence 
ia; Rhodob 


v 


219857501 


2340265 23417 


hodobacter 
219857238 


2630432 26317 


hodobacter 
219856863 


6S ribosomal RNA, partial sequence 2888980 28904 
Eubacteriaceae; 


Eubacteriu 
219856839 
e sequence 
cteria; Rh 


219846865 
al sequenc 
ria; Rhodo 


112 gi 


219846864 


denitrificans strain 381 16S ribosomal RNA, partial sequence 


ref 


ref 


ref 


ref 
bact 
acea 
ref 
ref 
hodo 
ref 
ibul 
acea 
ref 
doba 
ref 
acte 
ref 
bact 


ref 


acea 
ref 


The 
ref 
eque 

Rho 
ref 
acte 


ref 


acea 
ref 


acea 
ref 


m. 
ref 


odob 


ref 


bact 


ref 


2 848491 Parac 
Rhodo 


3 929320 Roseo 
Rhodo 


76 1363364 Octade 
Rhodo 


1443876 14453 


1610323 16117 


1611794 16132 


2335756 23371 


92 Methylarcula 


2925520 29269 


e 3084717 30861 


NR_028784.1 

° 
bacteraceae; 
NR_028728.1 


bacteraceae 
NR_028699.1 
9 


vibrionales; 


NR_027609.1 
8 
odobacterale 
NR_027593.1 
er litoralis 
e; Roseobact 
NR_027580.1 


bacteraceae; 


NR_027572.1 


bacteraceae; 
NR_027563.1 
bus indolife 
e; Oceanibul 
NR_027205.1 
4 
cterales; Rh 
NR_025608.1 
4 
rales; Rhodo 
NR_025607.1 
0 
d 


erales; Rho 


NR_025539.1 


e; Loktanell 
NR_025282.1 


2070125 207167 


rmobacillus. 
NR_025218.1 
nce 215819 
dobacterales 


NR_025092.1 
0 
rales; Rhodo 
NR_025089.1 


e; Rhodobac 
NR_024866.1 


e; Methylarc 
NR_024682.1 


NR_024658.1 
7 
acterales; R 
NR_026457.1 
1 
d 


erales; Rho 


Vi 
7 


Paracoccus 
ccus kondratievae 
Paracoccus. 
Roseovarius 
arius nubinhibens 
Roseovarius. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Thermobacillus 
8 Thermobacillus 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


’ 


Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
a. 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


NR_026456.1 


Paracoccus 


3086162 3087556 Paracoccus 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 
162376 Bacteria_16S 
strain N2 16S ribosomal 


3107884 3107929 67 
complete sequence 


RNA, 


Proteobacteria; Alphaproteobacteria; 


162376 Bacteria_16S 
strain A901/1 16S 


riboso 


Proteobacteria; Alphaproteobacteria; 


162376 Bacteria_16S 
pontiacus ChLG-10 
Bacteria; 
162376 Bacteria_16S 
heliothermus strain EL-2 


heliothermus Bacteria; P 


Antarctobacter. 
162376 Bacteria_16S 


162376 Bacteria_16S 


Bacteria; 
162376 Bacteria_16S 
strain ATCC 29543 
Bacteria; 
162376 Bacteria_16S 


Paracoccus. 
162376 Bacteria_16S 
strain DM-82 16S 


162376 Bacteria_16S 
sanguinis strain 
sanguinis Bacteria; 
162376 Bacteria_16S 
haeundaensis strain BC74 
haeundaensis Bacteria; P 
Paracoccus. 
162376 Bacteria_16S 
delicatus strain KMM 358 
delicatus Bacteria; Prot 
Sulfitobacter. 


Firmicutes; 

4134504 4134549 67 
ribosomal RNA, 
roteobacteria; Alphaproteobacteria; 


3163735 3163780 67 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
3682651 3682696 67 
arcticus strain 238 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
3817784 3817829 67 
16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobactera 
3936541 3936586 67 
thiocyanatus strain THI 011 16S ribosomal RNA, 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; 


3937975 3938020 67 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
4083200 4083245 67 
2301083 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


171 16S 


4166956 4167001 67 


162376 Bacteria_16S 


162376 Bacteria_16S 


Leisingera. 
162376 Bacteria_16S 


Proteobacteria; Alphapro 
162376 Bacteria_16S 
strain M6 16S ribosomal 

Proteobacteria; Alphapro 
162376 Bacteria_16S 
strain V2 16S ribosomal 

Proteobacteria; Alphapro 
162376 Bacteria_16S 


162376 Bacteria_16S 


162376 Bacteria_16S 


Firmicutes; Bacillales; 
162376 Bacteria_16S 
strain DSM 20475 
Firmicutes; Clostridia; 
162376 Bacteria_16S 


5378 
strain R18 16S ribosomal RNA, partial sequence 


6840 


8297 


59935 
strain TCl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
61483 
strain Y6 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
100712 100764 60 
strain SL-4 16S ribosomal RNA, complete sequence 

Bacillaceae; 
224539 224575 76 
16S ribosomal RNA, partial sequence 223682 22507 
Peptococcaceae; 


4168438 4168483 67 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
4232258 4232303 67 
methylohalidivorans strain MB2 16S ribosomal RNA, parti 
methylohalidivorans Bacteria; Proteobacteria; Alphaprot 


5430 


teobacteria; 
6892 
RNA, partial 
teobacteria; 
8349 
RNA, partial 
teobacteria; 
59971 


61519 


Clostridiales; 
321554 321608 58 


Bacillales; 


112 


112 


112 


RNA, partial sequence 
Alphaproteobacteria; 
3162275 3162320 67 


112 


112 


112 


112 


112 


112 


112 


112 


112 


4 16S ribosomal RNA, partial sequence 
eobacteria; Alphaproteobacteria; 


112 


112 


60 112 
Rhizobiales; 
60 112 
sequence 
Rhizobiales; 
60 112 
sequence 
Rhizobiales; 
76 112 


76 112 


112 


Halobacillus. 


112 


112 


sequence 


partial 


partial 


Barto 


Barto 


Barto 


gi|219846850 


3107102 31085 
Rhodobacterales; Rhodobacteraceae; 
3134873 3134918 67 
mal RNA, partial sequence 


gi| 219846832 


3134094 31355 
Rhodobacterales; Rhodobacteraceae; 
3143948 3143993 67 
16S ribosomal 
Proteobacteria; 


gi| 219846826 


gi|219846814 


19 16S ribosomal RNA, partial sequence 
roteobacteria; Alphaproteobacteria; 


gi| 219846813 


gi|219846449 
gi|219846351 


219846268 
sequence 


gi 


gi|219846267 


3937190 39385 


gi|219846164 


219846124 
sequence 


gi 


gi|219846102 


gi|219846101 


gi|219846047 


gi| 265679060 
4584 5982 


gi| 265679059 
6033 7437 


265679058 
8910 


gi 
7488 


gi|265679024 
59080 


gi| 265679023 
60630 


gi| 265678996 
99832 


gi| 265678913 


gi| 265678846 


thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


Rhodobacterales; 


3681864 3683252 Octade 
Rhodobacterales; Rhodobacteraceae; 


3816954 3818434 Woline 


Rhodobacterales; 


Paenibacillus. 


Rhodobacterales; 


Rhodobacterales; 


hodobacteraceae; 


al sequence 4231451 423288 
eobacteria; 


nellaceae; 


nellaceae; 


nellaceae; 


60579 
anthomonadaceae; 


62129 
anthomonadaceae; 


10139 


ref|NR_026442.1 


ref|NR_026424.1 
ref 


NR_026418.1 


NR_026406.1 
161511 316291 


ref 


Ww 


ref|NR_026405.1 
Roseovari 


ref|NR_026040.1 


ref |NR_025942.1 


ref|NR_025858.1 
3935756 393713 


ref|NR_025857.1 
Paracoccu 
ref|NR_025754.1 

4082348 408382 
ref|NR_025714.1 
133716 413512 
Rhod 


rs 


ref |NR_025692.1 
166170 416759 


Rhodoba 


rs 


ref|NR_025691.1 
Sulfitoba 
ref |NR_025637.1 
Rhodobacterale 


ref |NR_029368.1 
Bartonella. 
ref|NR_029367.1 


Bartonella. 
ref|NR_029366.1 


Bartonella. 
ref|NR_029332.1 


Xanthomon 


ref|NR_029331.1 


Xanthomon 
ref |NR_029304.1 
0 Halobacillus 


ref|NR_029221.1 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 
Rhodovulum. 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
Paracoccus. 


Sulfitobacter 


3143169 3144565 Sulfitobacter pontiacus 
Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 


Rhodobacteraceae; 


Roseovarius tolerans 


3162961 3164378 Roseovarius tolerans Bacteria; 


us. 

Octadecabacter 

cabacter arcticus 
Octadecabacter. 
Wolinella succinogenes 

lla succinogenes 

ceae; Wolinella. 
Paracoccus 

9 Paracoccus 


Rhodobacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Paenibacillus 
2 Paenibacillus 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Halobacillus litoralis 


litoralis Bacteria; 


Peptococcus niger 


4 Peptococcus niger Bacteria; 
Peptococcus. 


ref |NR_029151.1 
320691 322234 


Bacillus 
Bacillus 


162376 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


162376 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


162376 Bacteria_16S 
strain ADV 281.99 16S ribosomal RNA, p 
Clostridia; 


montpellierensis 
montpellierensis 


162376 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


162376 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


162376 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


162376 Bacteria_16S 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
162376 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


DSM 20544 16S rib 
Bacteria; Firmicu 


162376 Bacteria_16S 
ain LMG 747 16S ribosomal RNA, partial 
Gammaproteobacteria; 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


162376 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


strain R-10289 16 
Proteobacteria; G 


162376 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


162376 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


strain DSM 10404 
Bacteria; Firmicu 


162376 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


162376 Bacteria_16S 
in CCUG 43001 16S ribosomal RNA, partial 


sanguinicola stra 
sanguinicola Bact 


162376 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


162376 Bacteria_16S 


strain DSM 12838 
Proteobacteria; 


strain ET-5b 16S 
Firmicutes; Bacil 


broegbernensis st 


Pseudoxanthomonas 


162376 Bacteria_16S 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


nitritireducens B 
Stenotrophomonas. 


162376 Bacteria_16S 


strain IBS 506 16 


340296 340352 58 


114 


ribosomal RNA, partial sequence 


bacillales; 
765261 765305 68 
n M9 16S ribosomal RNA, 
tes; Clostridia; 
766806 766842 76 


Bacteria; Firmicutes; 
828104 828140 76 


ridia; 
867600 867636 76 


939484 939528 68 
ribosomal RNA, complete 
ridia; Clostridiales; 
1150911 1150963 58 


1164599 1164643 68 


tes; Clostridia; 


1312397 1312433 76 
teria; Proteobacteria; 


1653581 1653617 76 


1655128 1655164 76 


1702571 1702623 60 
tes; Bacillales; 
1814952 1814988 76 


1824170 1824222 60 
16S ribosomal RNA, 
tes; Bacillales; 
1850152 1850188 76 


ria; Proteobacteria; 


1909154 1909206 60 


Firmicutes; 
1918365 1918421 58 


eria; 


bacillales; 
1933652 1933704 60 


1968614 1968658 68 


2041784 2041820 76 
Proteobacteria; 
f 2043342 2043378 76 
acteria; Proteobacteria; 


2075541 2075593 60 


2084794 2084846 60 


Lactobacillaceae; 


osomal RNA, partial sequence 


osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
162376 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 
162376 Bacteria_16S 
rain B1616/1 16S ribosomal RNA, partial 
broegbernensis Bacteria; 


112 


complete sequence 
Clostridiales; Veillo 


112 


112 


-30 16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


112 


112 
sequence 


Heliobacteriaceae; 


112 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
162376 Bacteria_16S 


112 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


112 


MA-2 16S ribosomal RNA, partial sequence 
Bacillaceae; 


112 


112 


complete sequence 
Bacillaceae; 


112 


112 


114 


112 


112 


112 


112 


112 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
162376 Bacteria_16S 
strain IBS 382 16S ribosomal RNA, partial sequence 


112 


Clos 


gi| 265678831 


339450 34088 
Pediococcus. 


gi| 265678536 


gi|265678535 
gi|265678494 


gi| 265678467 


16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; X 


gi|265678419 


938639 94015 
Heliorestis. 


110 gi|253680756|ref|NR_028004.1 
ence 1150178 1151571 Thalas 
Rhodospirillales; 
112 gi| 228720667 |ref|NR_027596.1 
1163739 11652 
Clostridiales; Veillonellaceae; Mitsuokella. 

112 gi|228721465|ref|NR_027606.1 

sequence 1311542 131304 


gi|219878439 


1652728 16542 


gi|219878438 


1654275 16557 


gi|219878406 


Halobacillus. 


gi|219878326 


1814099 18155 


gi|219878320 


Halobacillus. 


gi|219878302 


n A50-7-3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi| 219878257 


gi|219878249 


16S ribosomal RNA, partial sequence 1917484 19190 


Lactobacillaceae; Pediococcus. 


gi|219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
Deltaproteobacteria; Desulfovibrionales; 
162376 Bacteria_16S 


gi|219878216 


1967755 19691 
Incertae Sedis; 


gi|219878167 


219878166 


gi 


gi|219878139 
2074760 20 


gi|219878133 


76438 
nellaceae; 


artial sequence 
tridiales; 


82720 


Selenomonas. 


anthomonadaceae; 


Xanthomonadales; 


17017 


18233 


Xanthomonadales; 


sequence 1908318 190981 
Lactobacillales; Aerococcaceae; Aerococcus. 


sequence 


Gammaproteobacteria; Xanthomonadales; 


Xanthomonadales; 


762 


ref|NR_029136.1 


ref |NR_028840.1 
Mitsuokella. 
ref |NR_028839.1 
765978 


ref |NR_028797.1 


ref|NR_028770.1 


ref |NR_028721.1 


Xan 


ref|NR_025578.1 
Thermomon 
ref|NR_025577.1 
Thermomon 
ref|NR_025545.1 
02 1703230 Haloba 
ref|NR_025465.1 
Fulvimona 
ref|NR_025459.1 
01 1824836 Haloba 


ref|NR_025441.1 
1849299 185079 
Xanth 


ref|NR_025396.1 


ref|NR_025388.1 


ref |NR_025378.1 
Des 


ref|NR_025355.1 


ref |NR_025306.1 
2040918 204243 
Xa 


ref|NR_025305.1 

2042490 204400 
x 
ref |NR_025278.1 


Bartonella. 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Mitsuokella 


5 765927 Mitsuokella jalaludinii 


Veillonella 
767386 Veillonella 


Veillonellaceae; Veillonella. 


Selenomonas infelix 


9 828732 Selenomonas infelix Bacteria; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 
Xanthomonas. 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Thalassospira 
sospira lucentensis 


Rhodospirillaceae; Thalassospira. 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Halobacillus 
cillus karajensis 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


s. 
Halobacillus trueperi 
cillus trueperi 


Thermomonas 
8 Thermomonas 


omonadaceae; 


Aerococcus 
6 Aerococcus 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 


ulfomicrobium. 
Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 
Thermicanus. 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


ref |NR_025272.1 


Bartonella alsatica 


2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


162376 Bacteria_16S 


hydrothermalis st 


hydrothermalis Bacteria; 


Thermomonas. 


162376 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


162376 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


162376 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Xanthomonadales; X 


Bacteria; Proteob 


162376 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


162376 Bacteria_16S 


strain IBS 325 16 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


162376 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


162376 Bacteria_16S 


strain IM1 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 
162376 Bacteria_16S 
n ATCC 19867 16S ribosomal RNA, partial 
Gammaproteobacteria; 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


162376 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


162376 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


162376 Bacteria_16S 
s strain DSM11821 16S ribosomal RNA, partial seq 
Bacillales; 


weihenstephanensi 
weihenstephanensi 


162376 Bacteria_16S 
DSM4771 16S ribosomal RNA, partial sequence 
Bacillaceae; 


halophilum strain 
halophilum Bacter 


162376 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


162376 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


162376 Bacteria_16S 
strain GKNTAUT 16S ribosomal RNA, 
Clostridia; 


thiosulfatigenes 
thiosulfatigenes 


162376 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


162376 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; G 


strain LMG 8678 1 
Proteobacteria; G 


2093912 2093948 76 112 
rain SGM-6 16S ribosomal RNA, 
Proteobacteria; 


2119794 2119846 60 112 
ribosomal RNA, partial sequence 
lales; Bacillaceae; 
2163496 2163540 68 112 


cteria; Proteobacteria; 


2184803 2184839 76 112 


ria; Proteobacteria; 


2318458 2318494 76 112 
acteria; Gammaproteobacteria; 
2320050 2320086 76 112 


cteria; Proteobacteria; 


2395706 2395758 60 112 


2625119 2625155 76 112 


acteria; Firmicutes; 
2662938 2662989 60 112 
bosomal RNA, partial sequence 


2851178 2851214 76 112 


ria; Proteobacteria; 


2852747 2852783 76 112 
acteria; Gammaproteobacteria; 
2857426 2857462 76 112 


acteria; Gammaproteobacteria; 
2869756 2869808 60 112 


s Bacteria; Firmicutes; 

2877660 2877712 60 112 

Firmicutes; Bacillales; 
2923470 2923506 76 


ia; 
112 


acteria; Gammaproteobacteria; 
2994508 2994560 60 112 


terium group; Agrobacterium. 
3027894 3027930 76 112 
Bacteria; Firmicutes; 
3038589 3038641 60 112 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 


3181991 3182027 76 112 


3183543 3183579 76 112 


3185095 3185131 76 112 


partial 
Gammaproteobacteria; 


Halobacillus. 


rain AM13 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


n CB-226 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


rain AMX 19 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
162376 Bacteria_16S 
strain RP5557 16S ribosomal RNA, partial 


Bacteria; Proteobacteria; Gammaproteobacteria; X 
2634203 2634257 58 112 gi| 219857236 
train MAE2 16S ribosomal RNA, partial sequence 


Bacillales; Planococcaceae; 


16S ribosomal RNA, partial sequence 
Xanthomonadales; X 


16S ribosomal RNA, partial sequence 
Xanthomonadales; X 


12-3 16S ribosomal RNA, partial sequence 
Xanthomonadales; X 


n AF3.10 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


partial sequen 
Clostridiales; 


Vagococcus. 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
162376 Bacteria_16S 
6S ribosomal RNA, partial sequence 3182688 31841 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
162376 Bacteria_16S 
strain LMG 947 16S ribosomal RNA, partial sequence 


219878126 
sequence 
Xan 


gi 


gi|219857655 
2118933 21204 


gi|219857626 


Des 


gi| 219857609 
Xantho: 


gi| 219857517 


gi| 219857516 


Xan 


gi|219857463 
2394935 23963 


219857248 
sequenc 


gi 


gi] 219857215 
2662145 26634 


219856890 
sequence 
Pseudo: 


gi 


219856889 
28518 


gi 


219856886 
28565 


gi 


gi|219856878 
Bacillaceae; 
gi| 219856873 


Salimic 
219856841 
29226 


gi 


gi|219846927 
Rhizob 


gi| 219846905 


gi|219846897 
3037737 30392 


gi| 219846800 
3181138 31826 


gi|219846799 


NR_025265.1 
2093069 209454 


ref|NR_025244.1 
54 Halobacillus 


NR_025215.1 
162629 216416 
ulfovibrionales; 


ref 


ND 


NR_025198.1 
183928 218546 
monadales; 


ref 


ND 


ref|NR_025105.1 
anthomonadaceae 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 
ref|NR_025051.1 
Bartonella. 
ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024843.1 


e; Methylopila. 
ref|NR_024709.1 

2850317 285183 
monadales; 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref |NR_024697.1 
uence 286889 
Bacillus; Bacil 
ref |NR_024692.1 

2876799 287831 
robium. 
ref |NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_026519.1 

2993732 299516 
iales; Rhizobiac 


ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026489.1 


ref|NR_026392.1 


aceae; Xanthomon 
ref|NR_026391.1 


aceae; Xanthomon 


gi|219846798 


Thermomonas 
6 Thermomonas 


thomonadales; Xanthomonadaceae; 


Halobacillus salinus 


salinus Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Pseudoxanthomonas 
6 Pseudoxanthomonas 


Xanthomonadaceae; 


Pseudoxanthomonas 


82 2319121 Pseudoxanthomonas mexicana 
, 


Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 

nthomonadaceae; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Planomicrobium 
1 Planomicrobium 


Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Salimicrobium 
5 Salimicrobium 


Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Agrobacterium 

8 Agrobacterium 

eae; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 


ref |NR_026390.1 


Xanthomonas bromi 


3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


162376 Bacteria_16S 


strain LMG 673 16 
Proteobacteria; 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


162376 Bacteria_16S 


strain LMG 690 16 
Proteobacteria; 


strain LMG 733 16 
Proteobacteria; 


strain LMG 847 16 
Proteobacteria; 


strain LMG 8670 1 
Proteobacteria; 


strain LMG 736 16 
Proteobacteria; G 


strain LMG 5743 1 
Proteobacteria; G 


strain LMG 5047 1 
Proteobacteria; G 


strain LMG 708 16 
Proteobacteria; G 


strain LMG 538 16 
Proteobacteria; G 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


162376 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


162376 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain H152 16S r 


strain CNS 2-75 1 


strain F9251 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 
162376 Bacteria_16S 
in IFO 12536 16S ribosomal RNA, partia 


okeanokoites stra 
okeanokoites Bact 


162376 Bacteria_16S 


strain gal 1261 1 


strain 25-4 16S r 
Proteobacteria; G 


Gammaproteobacteria; 
162376 Bacteria_16S 


Gammaproteobacteria; 
162376 Bacteria_16S 


Gammaproteobacteria; 
162376 Bacteria_16S 


Gammaproteobacteria; 
162376 Bacteria_16S 


Gammaproteobacteria; 
162376 Bacteria_16S 


3186647 3186683 76 
S ribos 


3188199 3188235 76 
n LMG 9 
ria; Proteobacteria; 


3189751 3189787 76 
S ribos 


3191303 3191339 76 
S ribos 


3192855 3192891 76 
S ribos 


3194405 3194441 76 
6S ribo 


3195957 3195993 76 


3289497 3289533 76 


3291022 3291058 76 


3292574 3292610 76 


3294126 3294162 76 


3295676 3295712 76 
ria; Proteobacteria; 
3362804 3362856 60 


lales; Bacillaceae; 


3528841 3528893 60 


ridia; Clostridiales; 
3609833 3609885 60 


lales; Planococcaceae; 
3611314 3611366 60 


lales; Planococcaceae; 


3656673 3656725 60 


3684097 3684149 60 


3894007 3894059 60 
ribosomal RNA, partial 
3930693 3930745 60 


eria; Firmicutes; 


3980537 3980589 60 


3999928 3999964 76 


162376 Bacteria_16S 


4064891 4064943 60 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
162376 Bacteria_16S 


Bacillales; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 


112 


omal RNA, partial sequence 
Xanthomonadales; 


112 


11 16S ribosomal RNA, partial s 
Gammaproteobacter 


112 


omal RNA, partial sequence 
Xanthomonadales; 


112 


omal RNA, partial sequence 
Xanthomonadales; 


112 


omal RNA, partial sequence 
Xanthomonadales; 


112 


somal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


112 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
162376 Bacteria_16S 


112 


6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; X 
162376 Bacteria_16S 


112 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; X 
162376 Bacteria_16S 


112 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
162376 Bacteria_16S 


112 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
162376 Bacteria_16S 
n LMG 494 16S ribosomal RNA, partial s 
Gammaproteobacter 


112 


112 


16S ribosomal RNA, partial sequence 3361953 33634 
Salimicrobium. 


112 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


112 


16S ribosomal RNA, partial sequence 3608971 36104 


Planococcus. 
112 


16S ribosomal RNA, partial sequence 


Planococcus. 
112 


112 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
162376 Bacteria_16S 


112 
sequence 


llaceae; 

112 gi| 219846274 
1 sequence 
Planococcaceae; Pl 
112 gi| 219846238 


6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
162376 Bacteria_16S 


112 


112 


strain SRL4225 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


gi|219846797 
3185792 31872 
Xx 
gi|219846796 
equence 


ia; Xantho 


gi]219846795 
3188896 31903 
Xx 
gi|219846794 
3190448 31919 
Xx 
gi|219846793 
3192000 31935 
X 
gi|219846792 
X 
gi|219846791 
3195102 31966 


gi|219846728 


gi|219846727 


gi|219846726 
3291719 32932 


gi|219846725 
3293271 32947 
anthomonad 
219846724 
equence 

ia; Xantho 


gi 


gi|219846675 


gi| 219846557 


Clostridiu 


gi| 219846499 


219846498 
36104 


gi 


gi|219846467 
3655877 36573 
aceae; R 
gi|219846448 
llaceae; O 
gi|219846299 
3893217 38946 


aceae; R 
gi|219846225 
3999120 40005 
anthomonad 


anthomonadaceae; 


anthomonadaceae; 


anthomonadaceae; 


anthomonadaceae; 


anthomonadaceae; 


anthomonadaceae; 


anthomonadaceae; 


anthomonadaceae; 


ref|NR_026389.1|] Xanthomonas cassavae 
93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 

NR_026388.1| Xanthomonas 

187344 3188845 Xanthomonas 
monadales; Xanthomonadaceae; 


ref 


w 


ref|NR_026387.1| Xanthomonas cucurbitae 
97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 

ref|NR_026386.1| Xanthomonas hortorum 
49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 
ref|NR_026385.1] Xanthomonas 
01 Xanthomonas pisi Bacteria; 
Xanthomonas. 
ref|NR_026384.1| Xanthomonas melonis 

51 Xanthomonas melonis Bacteria; 
Xanthomonas. 

ref |NR_026383.1| Xanthomonas vasicola 
03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 

ref|NR_026320.1| Xanthomonas populi 

16 Xanthomonas populi Bacteria; 
Xanthomonas. 

ref|NR_026319.1| Xanthomonas oryzae 

68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 

ref|NR_026318.1| Xanthomonas fragariae 
20 Xanthomonas fragariae Bacteria; 
Xanthomonas. 

ref|NR_026317.1| Xanthomonas axonopodis 
72 Xanthomonas axonopodis Bacteria; 
aceae; Xanthomonas. 

ref|NR_026316.1] Xanthomonas 

3294823 3296322 Xanthomonas 

monadales; Xanthomonadaceae; 


pisi 


ref |NR_026267.1 
41 Salimicrobium 


Salimicrobium album 
album Bacteria; 


ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 

m. 

ref|NR_026091.1| Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


ref|NR_026090.1 
51 3611882 Planoc 


Planococcus citreus 
occus citreus Bacteria; 


ref|NR_026059.1| Rhizobium giardinii 

53 Rhizobium giardinii Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026039.1| Ochrobactrum anthropi 
56 Ochrobactrum anthropi Bacteria; 
chrobactrum. 
ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 


Bartonella. 

ref|NR_025864.1| Planomicrobium 
3929851 3931322 Planomicrobium 

anomicrobium. 

ref|NR_025828.1| Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025815.1| Silanimonas lenta 

01 Silanimonas lenta Bacteria; 

aceae; Silanimonas. 


gi|219846176 
4064043 40655 


ref|NR_025766.1| Desulfovibrio bastinii 
18 Desulfovibrio bastinii Bacteria; 


162376 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


162376 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


162376 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


162376 Bacteria_16S 
rain DSM 1283 16S ribosomal RNA, parti 


aminovalericum st 
aminovalericum Ba 


4133005 4133057 60 112 
lales; Bacillaceae; 
4171568 4171620 60 112 
bacillales; Enterococcaceae; 
150895 150958 49 

osomal RNA, partial sequence 
ridia; Clostridiales; 
182926 182989 49 112 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
189165 189228 49 


112 


112 


cteria; Firmicutes; Clostridia; 


162376 Bacteria_16S 


1237208 1237271 49 112 


S ribosomal RNA, partial sequence 
Halobacillus. 


S ribosomal RNA, partial sequence 


gi 


gi 


gi 


150066 15156 
Clostridiaceae; 


gi 


182124 18361 
Clostridiaceae; 


gi 


Clostr 
gi 


paucivorans strain SYR1 16S ribosomal RNA, partial sequ 


Bacteria; Firmicu 


162376 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


162376 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


162376 Bacteria_16S 


tes; Clostridia; Clostridiales; 
1265696 1265759 49 112 
, partial sequence 
ridiales; Clostridiaceae; 
1491571 1491634 49 112 
M1 16S ribosomal RNA, partial 
micutes; Clostridia; 


1652032 1652083 61 112 


Lachno 
gi 


gi 


sequence 
Clostridiales; 


cl 
gi 


galactosidilyticus strain LMG 17892 16S ribosomal RNA, 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Ba 


162376 Bacteria_16S 


1969989 1970044 57 112 


gi 


doebereinerae strain GSF71 16S ribosomal RNA, partial s 
doebereinerae Bacteria; Proteobacteria; Alphaproteobact 


Azospirillum. 


162376 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


162376 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


162376 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


162376 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


162376 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


162376 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


162376 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


162376 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


162376 Bacteria_16S 
somal RNA, partial sequence 3031628 3033115 Clost 
Clostridium. 


strain 7 16S ribo 
Clostridia; Clost 


1982285 1982348 49 112 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 


1983870 1983933 49 112 


n Sy t2 16S ribosomal RNA, partial seque 
Deltaproteobacter 


ria; Proteobacteria; 


1985454 1985517 49 112 


Cm al4 16S ribosomal RNA, partial seque 


gi 


1981436 19829 


Sora 
gi 


gi 


ia; Proteobacteria; Deltaproteobacteri 


1987041 1987104 49 112 


gi 


n Cb fel8 16S ribosomal RNA, complete 


ria; Proteobacteria; 
Cystobacter. 


2104635 2104689 58 112 


Deltaproteobacter 


gi 


Z-7981 16S ribosomal RNA, partial sequ 


tes; Clostridia; Clostridiales; 


2382041 2382092 61 112 


ribosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 
2565022 2565085 49 112 


Clostr 
gi 


2381197 23827 


gi 


train DSM 3953 16S ribosomal RNA, part 


acteria; Firmicutes; 
2572689 2572752 49 112 
s strain SR3 16S ribosomal RNA, 
s Bacteria; Firmicutes; 


2793474 2793525 61 112 


Clostridia; 


Clostridia; 


Clost 
gi 

partia 

€1 
gi 


in ATCC9650 16S ribosomal RNA, partial 


Firmicutes; Clostridia; 
2880791 2880842 61 112 


eria; 


S ribosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 
3000718 3000769 61 112 


6S ribosomal RNA, partial sequence 
Geobacillus. 


lales; Bacillaceae; 


3032452 3032515 49 112 


ridiales; Clostridiaceae; 


162376 Bacteria_16S 


3070358 3070409 61 112 


Clostrid 


gi 


gi 


gi 


gi 


strain m1134/97/1 16S ribosomal RNA, partial sequence 


Firmicutes; Lacto 


bacillales; Enterococcaceae; 


4132144 41336 


4170715 41722 
Vagococcu 


2879945 28814 


2999867 30013 


219846125 


219846099 


s. 
265678962 


Clostridiu 
265678941 


Clostridiu 
265678937 
al sequenc 
idiales; C 
219878251 
ence 12363 
spiraceae; 
219846539 


1264886 1266379 Clostridium grantii Bacteria 
Clostridium. 


219846902 
14907 
ostridiace 
219878441 
partial se 
cillaceae; 
219878215 
equence 

eria; Rhod 


219878207 


ngiineae; 
219878206 
nce 

ia; Myxoco 
219878205 
nce 

a; Myxococ 
219878204 
sequence 
ia; Myxoco 


, 


219878117 
ence 21038 
idiaceae; 

219857472 


219857291 
ial sequen 
ridiales; 

219857286 
1 sequence 
ostridiale 
219857121 
sequence 

iales; Clo 
219856871 


219846923 


219846901 


ref|NR_025715.1 


ref |NR_025689.1 


ref |NR_029270. 
6 Clostridium 
m. 
ref |NR_029249. 
2 Clostridium 
m. 
ref |NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref |NR_026131.1 


1 


1 


v 


ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_025580.1 
quence 165119 
Bacillus. 
ref|NR_025354.1 

1969231 197053 
ospirillales; Rh 


ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 
1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025060.1 


ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref |NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref |NR_024690.1 


ref|NR_026515.1 


ref 
ridi 


NR_026493.1 
um indolis B 


219846875 


ref|NR_026467.1 


Halobacillus locisalis 


65 Halobacillus locisalis Bacteria; 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Clostridium litorale 


litorale Bacteria; 


Clostridium irregulare 


irregulare Bacteria; 


Clostridium 

Clostridium 
lostridium. 

Parasporobacterium 
orobacterium paucivorans 
ium. 
Clostridium 
Firmicutes; 


grantii Al 
Clostridium 
idium saccharolyticum 


Bacillus 
2 1652677 Bacillus 


Azospirillum 
3 Azospirillum 


odospirillaceae; 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 


terineae; 


Anoxynatronum 
atronum sibiricum 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Eubacterium 

8 Eubacterium 

Eubacterium. 
Clostridium 

7 Clostridium 

e; Clostridium. 
Clostridium 

8 Clostridium 

stridium. 
Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Clostridium indolis 
acteria; Firmicutes; 


Vagococcus lutrae 


3069511 3070973 Vagococcus lutrae Bacteria; 


Vagococcus. 


162376 Bacteria_16S 
DSM 4024 16S ribosomal RNA, partial sequence 
Clostridia; 


guttoideum strain 


guttoideum Bacteria; 
162376 Bacteria_16S 
train Z-7935 16S ribosomal RNA, partial 


hydrogenovorans s 


hydrogenovorans Bacteria; 


3157779 3157842 49 


Firmicutes; 
3244271 3244334 49 


Proteobacteria; 


Desulfonatronovibrio. 


162376 Bacteria_16S 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 


aggregatus strain 
aggregatus Bacter 


162376 Bacteria_16S 
rain DSM 5628 16S ribosomal RNA, partial 


celerecrescens st 
celerecrescens Ba 


162376 Bacteria_16S 
SEBR 2840 16S ribosomal RNA, 
ia; Proteobacteria; Deltaproteobacteria; 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


162376 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


162376 Bacteria_16S 
mal RNA, partial sequence 


R-7190 16S riboso: 
Bacillales; Bacil 


162376 Bacteria_16S 
ribosomal RNA, partial sequence 


strain R-6540 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 


Firmicutes; Clost 


162376 Bacteria_16S 


Actinobacteria; C 


162376 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


162376 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


162376 Bacteria_16S 


strain KPA 16S ri 


Firmicutes; Lacto 


162376 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


162376 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


162376 Bacteria_16S 


strain Illinois 1 


lales; Bacillaceae; Bacillus. 
21961 22015 58 112 gi| 265679049 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 
ridia; Clostridiales; Veillonellaceae; Propionis 
34251 34305 58 112 gi| 265679041 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 
oriobacteridae; Coriobacteriales; Coriobacterine 
77940 77994 58 112 gi| 265679012 
in B331 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Deltaproteobacteria; Desul 
89855 89917 50 112 gi| 265679003 
ain JSP 16S ribosomal RNA, partial sequence 
teria; Thermodesulfobacteria; Thermodesulfobacte 
erium. 
94534 94588 58 112 gi| 265679000 
bosomal RNA, complete sequence 93645 95214 
bacillales; Lactobacillaceae; Lactobacillus. 
102276 102330 58 112 gi| 265678995 
strain L420-91 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Bacillales; Paenibacillace 
164755 164809 58 112 gi| 265678953 
strain L-12 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Lactobacillales; Lactobaci 
306453 306507 58 112 gi| 265678856 
6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 
338717 338771 58 112 gi| 265678832 


162376 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


Firmicutes; Bacil 


162376 Bacteria_16S 
in Logan B4029 16S ribosomal RNA, partial sequen 
borstelensis Bacteria; 
162376 Bacteria_16S 


borstelensis stra 


strain MB312 16S 


3579135 3579186 58 


3599137 3599200 49 


cteria; Firmicutes; 
3767776 3767839 49 


3960138 3960189 61 


laceae; Bacillus. 
4040826 4040877 61 


laceae; Bacillus. 
4042284 4042335 61 


346324 346378 58 


lales; Paenibacillaceae; 
347793 347847 58 


Firmicutes; 
352137 352191 58 


382092 382146 58 


lavamentivorans strain DS-1 16S ribosomal 


lavamentivorans B 
Parvibaculum. 


162376 Bacteria_16S 


408283 408337 58 


Clostridia; 


osomal RNA, partial sequence 


Bacillales; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
162376 Bacteria_16S 


112 gi| 219846817 |ref|NR_026409.1| Desulfotomaculum 
3156952 3158446 Desulfotomaculum 
Clostridiales; Lachnospiraceae. 
112 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
sequence 3243444 3244946 Desulfonatronovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
109 gi|219846523|ref|NR_026115.1| Blastobacter 
sequence 3578376 3579789 Blastobacter 
Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
112 gi|219846508|ref|NR_026100.1| Clostridium 
sequence 3598328 3599826 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
112 gi|219846386|ref|NR_025977.1| Desulfovibrio 
partial sequence 3766971 3768387 Desulfovibrio 
Desulfovibrionales; Desulfovibrionaceae; 
112 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
112 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
112 gi|219846195|ref Bacillus farraginis 


Bifidobacteriales; Bi 

112 gi| 265678827 

345474 34689 

Brevibacillus. 

112 gi| 265678826 
Paenibacillaceae; 

112 gi| 265678823 

351363 35277 

R 

112 gi| 265678800 
RNA, partial sequence 

Rh 


112 


4041510 40429 


RA161 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; 
162376 Bacteria_16S 
strain 39 16S ribosomal RNA, partial sequence 


acteria; Proteobacteria; Alphaproteobacteria; 


gi 


33788 


NR_025785.1 


ref|NR_029357.1 
Propionispira 
pira. 
ref |NR_029349.1 
34786 Atopob 
ae; Coriobacteri 
ref |NR_029320.1 
77090 78536 
fobacterales; De 


ref|NR_029311.1 
89036 90489 
riales; Thermode 


ref |NR_029308.1 
Lactobacillus 


ref |NR_029303.1 
ce 101441 102925 
ae; Aneurinibaci 


ref|NR_029261.1 

163866 165437 
llaceae; Lactoba 
ref|NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_029137.1 
6 339399 Bifido 
fidobacteriaceae 
ref |NR_029132.1 
2 Brevibacillus 


ref|NR_029131.1 
ce 346943 348361 
Brevibacillus. 
ref |NR_029128.1 


hodobium. 
ref|NR_029105.1 

381306 382756 
izobiales; Phyll 


265678783 


ammonificans strain HB-1 16S ribosomal RNA, partial sequence 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 


25 Bacillus farraginis Bacteria; 


Propionispira arboris 
arboris Bacteria; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Desulfospira 
Desulfospira 
sulfobacteraceae; 


Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Lactobacillus lindneri 
lindneri Bacteria; 


Aneurinibacillus 
Aneurinibacillus 
llus group; 


Lactobacillus 
Lactobacillus 
cillus. 

Neorickettsia risticii 
risticii Bacteria; 
a. 
Bifidobacterium 
bacterium saeculare 
; Bifidobacterium. 
Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


ref|NR_029088.1 
407444 408915 


Thermovibrio 
Thermovibrio 


162376 Bacteria_16S 
strain T16 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


162376 Bacteria_16S 


oligofermentans s 
oligofermentans B 


162376 Bacteria_16S 
n AS1.1761 16S ribosomal RNA, 
ria; Proteobacteria; Alphaproteobacter 
162376 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


coryniformis subs 


Lactobacillaceae; 


162376 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


162376 Bacteria_16S 


strain TH-3 16S r 


Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


162376 Bacteria_16S 
somal RNA, partial sequence 839468 


strain U 16S ribo 
Bacillales; Bacil 


162376 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


162376 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


162376 Bacteria_16S 


sapovorans strain 
Bacteria; Firmicu 


162376 Bacteria_16S 
ATCC 33400 16S ribosomal RNA, 
Lactobacillales; 


pneumoniae strain 
pneumoniae Bacter 


162376 Bacteria_16S 
n NRIC 0604 16S ribosomal RNA, partial 
Lactobacillales; 


satsumensis strai 
satsumensis Bacte 


162376 Bacteria_16S 


442344 442398 58 


456238 456300 50 
acteria; Firmicutes; 
463707 463761 58 


508293 508347 58 


Lactobacillus. 


Geobacillus. 
859943 859997 
osomal RNA, partial 
eltaproteobacteria; 
924120 924174 
ASv26 16S ribosomal 


laceae; 
58 


58 


956541 956595 58 


993481 993535 58 
OM 16S ribosomal RNA, 
tes; Clostridia; 
1022394 1022456 50 
ia; Firmicutes; 

1033040 1033094 58 
ria; Firmicutes; 
1034600 1034654 58 


sequence 
Desulfuromonadales 


acteria; Deltaproteobacteria; 
162376 Bacteria_16S 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


112 


112 


112 


112 


complete sequen 
Clostridiales; 


112 


112 


112 


train 2-4 16S ribosomal RNA, partial s 


112 gi| 265678760 
partial sequence 

idae; Bifi 

112 gi| 265678747 
equence 

Lactobacillales; Streptococ 

112 gi| 265678742 
partial sequence 

ia; Rhizob 

112 gi| 265678713 


p. torquens strain 30 16S ribosomal RNA, 


Lactobacillus coryniformis subsp. torquens Bacteria; 


603785 603839 58 112 gi| 265678649 

16S ribosomal RNA, partial sequence 60290 
cales; Desulfurobacteriaceae; Thermovibrio. 

715711 715765 58 112 gi| 265678571 

ibosomal RNA, partial sequence 714920 71638 

Rhizobiales; Phyllobacteriac 

768234 768288 58 112 gi| 265678534 

osomal RNA, partial sequence 767437 76891 

Rhizobiales; Hyphomicrobiace 

806666 806728 50 112 gi| 265678508 

in 7 16S ribosomal RNA, partial sequence 80584 

eria; Thermodesulfobacteria; Thermodesulfobacter 

erium. 
840308 840362 58 112 gi| 265678486 


gi 


859076 86059 


gi 


RNA, partial seque 
Desulfob 


gi 


gi 


Syntro 


gi 


complet 
Strep 


gi 


gi 


danicus strain DB4 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


162376 Bacteria_16S 
lithotrophicum strain 17S 16S ribosomal RNA, partial se 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulf 
162376 Bacteria_16S 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillaceae; 


Firmicutes; Lacto 


162376 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


162376 Bacteria_16S 


DSM 14365 16S rib 
Bacteria; Proteob 


162376 Bacteria_16S 
6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofus 


strain 01-570-1 1 
Firmicutes; Lacto 


tes; Bacillales; 


1049957 1050011 58 


1082848 1082902 58 


bacillales; 
1176745 1176799 58 


bacillales; 


162376 Bacteria_16S 


1225003 1225065 50 


osomal RNA, partial sequence 


112 


112 


112 


112 


Paenibacillaceae; Ane 


gi 


gi 


Lactobac 


gi 


1175949 11773 


tes; Clostridia; Clostridiales; Clostridiaceae; 
1191760 1191814 58 112 gi| 228715750 
ribosomal RNA, partial sequence 1190944 11924 
cales; Hydrogenothermaceae; Persephonella. 
1210057 1210111 58 112 gi| 228715350 
osomal RNA, partial sequence 1209193 12106 
acteria; Deltaproteobacteria; Myxococcales; Nann 
1220461 1220511 62 112 gi| 219878362 


gi 


840930 Geoba 


Lact 


complet 


265678472 
; Geobacte 
265678429 
nce 92324 
acterales; 
265678408 
sequence 
acteria; R 
265678382 
ce 99261 
phomonadac 
265678363 
e sequence 
tococcacea 
265678356 
sequence 
obacillace 
265678355 
10337 
urinibacil 
265678345 
quence 
urobacteri 
265678321 


illus. 
228718376 


tis. 


Firmicutes; 


ref|NR_029065.1 
441527 442954 
dobacteriales; B 


ref|NR_029052.1 

455417 456926 
caceae; Streptoc 
ref|NR_029047.1 
462905 464361 
iales; Xanthobac 
ref|/NR_029018.1 
e sequence 


ref |NR_028954.1 
5 604369 Thermo 
ref 


NR_028876.1 


Aminobacter 
NR_028838.1 


eae; 
ref 


ae; Devosia. 
ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref 
cilt 


NR_028789.1 
us uzenensis 
ref|NR_028775.1 
raceae; Geobacte 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_028665.1 

1021546 102306 
e; S 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref |NR_028647.1 
1049100 105058 
aceae; Balneariu 
ref |NR_028623.1 
61 Lactobacillus 
ref|NR_027573.1 
Clostridium. 
ref|NR_027538.1 
06 Persephonella 
ref|NR_027522.1 
ocys 
ref 


tineae; Hali 
NR_025501.1 


219878314 


gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 


gallinaceus Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


treptococcus. 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Streptococcus 
Streptococcus 
occus. 
Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Lactobacillus 
507410 508930 


Lactobacillales; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


ne 
Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Streptococcus 
0 Streptococcus 


Lactobacillus 
0 Lactobacillus 
Ss. 
Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Balnearium 
0 Balnearium 
m. 
Lactobacillus 
equi Bacteria; 


equi 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Persephonella marina 
marina EX-H1 Bacteria; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


ref|NR_025453.1 
1224170 122567 
Streptococcu 


Streptococcus 
1 Streptococcus 
s. 


162376 Bacteria_16S 


niigataensis strain DSM7050 16S ribosomal RNA, 
niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; 


162376 Bacteria_16S 


aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; 


162376 Bacteria_16S 
temperatum strain 


162376 Bacteria_16S 


limnophilus strain DSM 6472 16S ribosomal RNA, 
Firmicutes; 


limnophilus Bacteria; 
162376 Bacteria_16S 


bacteriovorus strain HD 100 16S ribosomal RNA, 
bacteriovorus HD100 Bacteria; 


Bdellovibrio. 
162376 Bacteria_16S 


bermudensis HTCC2503 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


HTCC2503 Bacteria; 
162376 Bacteria_16S 
strain SMP-10 16S 
Proteobacteria; 
162376 Bacteria_16S 
pseudopneumoniae 
pseudopneumoniae 
162376 Bacteria_16S 


1238719 1238773 58 


1240235 1240289 58 


1243223 1243277 58 


1255187 1255241 58 


1389967 1390021 58 


1391334 1391388 58 


1404871 1404925 58 


1410850 1410912 50 


strain 108 16S ribosomal RNA, 
Bacteria; 


Firmicutes; 
1485497 1485551 58 


Bacillales; 


Proteobacteria; 


112 


112 


112 


SDW 018 16S ribosomal RNA, partial sequence 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; 


112 


112 


112 


112 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nann 


112 


112 


partial 


partial 
Paenibacillaceae; 


partial 
Deltaprot 


partial 
Lactobacillales; 


219878163 
sequence 


gi 
gi|219878162 


gi|219878114 


219857194 
sequence 


gi 


228716586 
sequence 


gi 


gi|228716336 


gi| 219857153 


1404010 14055 


224581432 
sequence 


gi 


gi] 219857250 


tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 


tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 
162376 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
162376 Bacteria_16S 


septentrionale strain SDW 014 16S ribosomal RNA, partial 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 
162376 Bacteria_16S 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 


1509544 1509598 58 


1515454 1515508 58 


1541354 1541416 50 


Actinosynnemataceae; Actinokineospora. 


162376 Bacteria_16S 
diospyrosa strain 


1542914 1542976 50 


Actinosynnemataceae; Actinokineospora. 


162376 Bacteria_16S 
strain LMG 22166 
Firmicutes; 
162376 Bacteria_16S 
strain LMG 22165 
Firmicutes; 
162376 Bacteria_16S 
subsp. 
equi subsp. 
162376 Bacteria_16S 


Bacillales; 


1583463 1583517 58 


Planococcaceae; 
1585018 1585072 58 


Planococcaceae; 
1609645 1609707 50 


1674933 1674995 50 


Firmicutes; 


Firmicutes; 


112 


paracasei strain R094 16S ribosomal RNA, 
paracasei Bacteria; 


112 


112 


112 


NRRL B-24047 16S ribosomal RNA, partial 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; 


112 


gi| 219846290 


gi|219878113 


gi| 219857375 
219857374 


gi 


gi|219878489 


16S ribosomal RNA, partial sequence 1582619 15841 
Viridibacillus. 


16S ribosomal RNA, partial sequence 1584175 15856 
Bacillales; 


112 gi|219878488 
Viridibacillus. 
112 gi|219878470 


ruminatorum strain CECT 5772 16S ribosomal RNA, 
ruminatorum Bacteria; 


112 


gi] 219878425 


Rhizobiales; 


Rhizobiales; 


Rhizobiales; 


eobacteria; 


Parvularculales; 


Streptococcaceae; 
Rhizobiales; 
partial 


Lactobacillales; 


sequence 
Rhizobiales; 


Actinomycetales; 


Actinomycetales; 


partial sequence 


Lactobacillales; Streptococcaceae; 


ref|NR_025302.1 


ref|NR_025301.1 
ref|NR_025253.1 
ref 


NR_024822.1 


ref|NR_027553.1 


ref|NR_027550.1 


ref|NR_024781.1 


Haliangiaceae; 
ref|NR_027214.1 


ref|NR_024880.1 


ref|NR_025880.1 


ref|NR_025252.1 


ref|NR_024963.1 
ref 


NR_024962.1 


ref |NR_025628.1 
24 Viridibacillus 


ref |NR_025627.1 
79 Viridibacillus 


ref |NR_025609.1 


ref|NR_025564.1 


Aminobacter 


1237929 1239394 Aminobacter 
Phyllobacteriaceae; Aminobacter. 


Aminobacter 


1239445 1240914 Aminobacter 
Phyllobacteriaceae; Aminobacter. 


Mesorhizobium 


1242462 1243864 Mesorhizobium 
Phyllobacteriaceae; Mesorhizobium. 


Brevibacillus 


1254345 1255845 Brevibacillus 
Brevibacillus. 


Bdellovibrio 


1389197 1390490 Bdellovibrio 
Bdellovibrionales; 


Bdellovibrionaceae; 


Parvularcula 


1390541 1391995 Parvularcula bermudensis 
Parvularculaceae; 


Parvularcula. 
Haliangium tepidum 


17 Haliangium tepidum Bacteria; 
ocystineae; 


Haliangium. 
Streptococcus 


1410019 1411486 Streptococcus 
Streptococcus. 


Mesorhizobium 


1484704 1486179 Mesorhizobium 
Phyllobacteriaceae; 


Lactobacillus 


sequence 1508684 1510205 Lactobacillus 
Lactobacillaceae; 


Lactobacillus. 
Mesorhizobium 


1514694 1516108 Mesorhizobium 
Phyllobacteriaceae; 


Actinokineospora 


ce 1540535 1542044 Actinokineospora 
Pseudonocardineae; 


Actinokineospora 


sequence 1542095 1543606 Actinokineospora 
Pseudonocardineae; 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Streptococcus equi 


1608863 1610272 Streptococcus 
Streptococcus. 


Amycolatopsis 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


162376 Bacteria_16S 


entericus strain 
entericus Bacteri 


162376 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


162376 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


162376 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
1764933 1764987 58 112 gi 
CECT 5353 16S ribosomal RNA, partial seq 
a; Firmicutes; Lactobacillales; Streptoc 
1871297 1871351 58 112 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 

1889776 1889830 58 112 gi 
PR5 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiale 
1927542 1927596 58 112 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xan 


162376 Bacteria_16S 


strain CHO01A 16S 


n DSM 44591 16S ribosomal RNA, partial sequence 
Actinomycetales; 


219878361 
219878287 
1870444 18719 
219878272 


219878243 
1926697 19282 


1674127 167557 
Pseudono 


ref|NR_025500.1 
1764167 176550 
Streptococcus. 
ref|NR_025426.1 


uence 
occaceae; 


ref|NR_025411.1 
1888988 1890453 Mesorh 
Phyllobacteriaceae; M 
ref |NR_025382.1 


Ss; 


thomonadaceae; Ignatzsch 


5 Amycolatopsis 
cardineae; 


Streptococcus 
1 Streptococcus 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Mesorhizobium 

izobium chacoense 
esorhizobium. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 


1935138 1935192 58 112 gi 
ribosomal RNA, partial sequence 


219878238 
1934336 1935749 Campylobacter hominis Bacteria; 


ref|NR_025377.1 


Campylobacter hominis 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 


162376 Bacteria_ 
phenolica strain 
Bacteria; 
162376 Bacteria_ 


strain MCS 18 16S 


162376 Bacteria_ 


washingtonensis s 
washingtonensis B 


Maricaulis. 


162376 Bacteria_16S 


Proteob 


16S 


16S 


16S 


1976071 1976125 58 
PhOl 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
2019113 2019167 58 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
2020585 2020639 58 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteobacteria; 


2087880 2087934 58 


112 gi 


112 gi 


20 
aeleg gi 


112 gi 


Desulfobacterales; 


219878211 
19752 


219878183 
18337 20197 


219878182 
sequence 


219878131 


ref 
15 1976722 Desul 
Desulfobacteraceae; 
ref 
58 Maricaulis salignorans Bacteria; 


ref 
Rhodobacterales; 


ref 


NR_025350.1 


NR_025322.1 
Maricauli 


NR_025321.1 
2019809 202123 


NR_025270.1 


Desulfobacula 


fobacula phenolica 


Desulfobacula. 
Maricaulis salignorans 


Ss. 


Maricaulis 
0 Maricaulis 


Hyphomonadaceae; 


Desulfurobacterium 


thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 
162376 Bacteria_16S 2222545 2222599 58 112 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

162376 Bacteria_16S 2237851 2237905 58 112 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

162376 Bacteria_16S 2312444 2312498 58 112 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

162376 Bacteria_16S 2313949 2314003 58 112 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

162376 Bacteria_16S 2417213 2417275 50 112 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

162376 Bacteria_16S 2526001 2526055 58 112 gi|219857360|ref|NR_024948.1| Campylobacter 


hyointestinalis subsp. 


Campylobacterales; 
162376 Bacteria_16S 


strain ACCC 19665 
Bacteria; 


Actinokineospora. 


162376 Bacteria_16S 


thermoruber strai 
Bacteria; 


strain GraMall 16 
Proteobacteria; 


strain Z-7934 16S 
Firmicutes; 


162376 Bacteria_16S 
zavarzinii strain 
zavarzinii Bacter 
162376 Bacteria_16S 
plurifarium strai 
plurifarium Bacte 


Mesorhizobium. 


162376 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


162376 Bacteria_16S 


Proteob 
162376 Bacteria_16S 
manihotivorans st 
manihotivorans Bacteria; 
162376 Bacteria_16S 
terrae strain IFO 
Bacteria; Actinob 


Firmicutes; 
162376 Bacteria_16S 


D 
162376 Bacteria_16S 


Clostridia; 


16S ribosomal RNA, 


Firmicutes; 


Bacillales; 


S ribosomal RNA, 


6S ribosomal RNA, 
lales; 


chliarophilus strain ATCC 700543 16S 


chliarophilus Bac 


162376 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


162376 Bacteria_16S 
strain 172 16S ribosomal RNA, partial sequence 


teria; 


acteria; Alphaproteobacteria; 
2673485 2673539 58 
rain OND 32 16S ribosomal RNA, 


2760356 2760418 50 
15668 16S ribosomal RNA, partial sequence 27595 
acteria; Actinobacteridae; Actinomycetales; 


3002281 3002335 58 
n BT2 16S ribosomal RNA, partial sequenc 
Paenibacillaceae; 
3052261 3052315 58 


3303325 3303379 58 


Deinococcus-Thermus; 
3408239 3408301 50 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria; 


3761918 3761972 58 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 
Campylobacteraceae; 
2623524 2623578 58 


Campylobacter. 
112 gi 
partial sequence 
112 gi 
Lactobacillales; 
112 gi 


112 gi 


112 gi 


complete sequence 3051418 30529 
eltaproteobacteria; Desulfuromonadales; 
3101875 3101929 58 
ribosomal RNA, partial sequence 

Clostridiales; 
3127477 3127531 58 
ZV-622 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteri 
3131874 3131928 58 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteria; 


112 gi 


Clostridiaceae; 


112 gi 


112 gi 


112 gi 


complete sequence 3302462 33040 
Salinicoccus. 
3390002 3390068 46 


112 
ribosomal 


gi 


112 gi 


112 gi 


Rhizobiale 


complete 
Lactobacill 


3101054 31025 


219857249 
26227 
S; 
219857207 
sequence 


219857146 


219846922 
e 30014 


219846887 


219846854 


Tindallia. 
219846837 


a; 


219846834 
sequence 


219846719 


219846652 


RNA, partial sequence 
Deinococci; 


Thermale 
219846640 
equence 


Ss; 


219846391 


RNA, partia 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


ref 
31 2624203 Mesorh 
Phyllobacteriaceae; 
ref 


aceae; 
ref 
56 2761026 Actino 
Pseudonocardineae; 


ref 
33 3002946 Brevib 
Brevibacillus. 
ref 
42 Malonomonas rubra Bacteria; 
Pelobacteraceae; Malonomonas. 
ref 


35 Tindallia magadiensis Bacteria; 
ref 


Rhizobiales; 
ref 


Rhizobiale 


ref 
04 Salinicoccus roseus Bacteria; 


ref 
Syntrophobacterales; 


ref 
3761076 3762547 Geobacter chapelleii Bacteria; 


1 sequence 


NR_024879.1 


NR_024835.1 
2672606 267416 
Lactobaci 
NR_024774.1 


NR_026514.1 


NR_026479.1 


NR_026446.1 


NR_026429.1 
126704 312814 
Hyphomicro 
NR_026426.1 
131100 313253 
s; Phyllobac 


3 


Ww 


NR_026311.1 


NR_026244.1 

338924 
Thermaceae; M 
NR_026232.1 
3407396 340888 
Syn 


2525204 2526622 


Mesorhizobium amorphae 
izobium amorphae 


Mesorhizobium. 


Lactobacillus 
4 Lactobacillus 
llus. 
Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Brevibacillus 
acillus thermoruber 


Malonomonas rubra 


Tindallia magadiensis 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Salinicoccus roseus 


Meiothermus 

4 3390664 Meiothermus 
eiothermus. 
Syntrophobacter 

1 Syntrophobacter 
trophobacteraceae; 


NR_025982.1 


Geobacter chapelleii 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 


162376 Bacteria_16S 
in ATCC 19171 16S ribosomal RNA, partial 
Clostridia; 


fibrisolvens stra 
fibrisolvens Bact 


162376 Bacteria_16S 
thermocisternum strain ST90 16S ribosomal RNA, 
thermocisternum Bacteria; 
162376 Bacteria_16S 


strain UPM-Ca7 16 


strain RT4. 
Firmicutes; 


Bl 16 


acidophilum strai 
Bacteria; Aquific 


162376 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; 


salicampi strain 
Bacteria; 


162376 Bacteria_16S 
strain N-3 16S ribosomal RNA, 


Firmicutes; Bacil 


162376 Bacteria_16S 
DSM 5352 16S ribosomal RNA, partial sequence 
Salinicoccus. 


hispanicus strain 


hispanicus Bacteria; 
162376 Bacteria_16S 
ain M54/01/1 16S ribosomal RNA, partia 
Lactobacillales; 


marimammalium str 


marimammalium Bacteria; 
162376 Bacteria_16S 
SM 17244 16S ribosomal RNA, partial sequence 


stercorihominis D 


stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clost 
162376 Bacteria_16S 1306381 1306434 59 112 gi|219846269 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
162376 Bacteria_16S 1688573 1688618 67 112 gi| 219878415 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 16892 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

162376 Bacteria_16S 1716209 1716254 67 112 gi| 219878397 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 17168 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacter 
162376 Bacteria_16S 1719285 1719330 67 112 gi| 219878395 
strain A37 16S ribosomal RNA, partial sequence 1718445 17199 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacter 
162376 Bacteria_16S 1868278 1868323 67 112 gi| 219878289 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 


asaccharovorans B 
Chelatococcus. 


162376 Bacteria_16S 


acetigenes strain 
Bacteria; 
Sporanaerobacter. 


162376 Bacteria_16S 


eria; 


3763420 3763482 50 


Firmicutes; 
3764854 3764916 50 


112 


112 


gi 


Clostridia 


Clostridia; 
162376 Bacteria_16S 

n 3H-1 16S ribosomal RNA, partial sequence 39562 
Hydrogenobaculum. 


Firmicutes; 


Firmicutes; 


Firmicutes; 


3800927 3800981 58 112 


3880024 3880086 50 
S ribosomal RNA, 

Clostridiales; 
3957112 3957166 58 


112 


112 


ae; Aquificales; Aquificaceae; 
4086200 4086254 58 112 


Firmicutes; Bacillales; 
4242757 4242819 50 112 
Firmicutes; 


1182788 1182833 67 112 


2254597 2254642 67 112 


Clostridia; Clostridiales; 


2335150 2335183 67 100 


strain DM12 16S ribosomal RNA, partial sequence 


strain KCTC 3666 
Firmicutes; Bacil 


naganoensis strai 


naganoensis Bacteria; 
162376 Bacteria_16S 
strain BS 16S ribosomal RNA, partial sequence 
Clostridia; 
162376 Bacteria_16S 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacteria; 


Firmicutes; 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


162376 Bacteria_16S 


2450539 2450584 67 112 


2874508 2874553 67 112 
Firmicutes; Bacillales; 
2976306 2976351 67 112 

Clostridiales; Clostridi 
3062971 3063012 71 112 


3534868 3534913 67 112 


Clostridia; 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
162376 Bacteria_16S 


ribosomal RNA, partial sequence 
Clostridia; 
162376 Bacteria_16S 


gi 


partial 
Clostridiales; 


gi 


gi 


complete sequence 3879197 38807 
Clostridiaceae; 


gi 


gi 


4085324 40868 


Clostridiales; Syntrophomonadaceae; Syntr 
4209452 4209506 60 114 gi| 219846069 
SF-20 16S ribosomal RNA, partial sequence 42085 

Bacillales; Bacillaceae; Lentibacillus. 
4212507 4212561 58 112 gi| 219846067 
complete sequence 4211641 42131 

lales; Bacillaceae; Geobacillus. 

4224721 4224775 58 112 gi|219846055 


gi 


gi 


acteria; Proteobacteria; Alphaproteobacteria; 


gi 


Lup33 16S ribosomal RNA, partial sequence 22537 
Clostridiales Fa 


gi 


2334350 23357 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
162376 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyel 
162376 Bacteria_16S 
n ATCC53909 16S ribosomal RNA, partial 
Pullulanibacillus. 


gi 


gi 


2975480 29769 


aceae; 
gi 


gi 


3800153 38015 


Streptococca 


219846390 

sequenc 
les; Lac 
219846388 
sequence 


219846362 
219846309 
Caloramato 


219846254 


219846162 


219846040 
1 sequence 


228717350 


Rh 


219857563 


219857505 


219857419 


la. 
219856875 
sequence 


219846939 


Clostridiu 

219846880 
sequence 

Rhod 


ref |NR_025981.1 
e 3762598 376407 


ref 


Butyrivibrio 
4 Butyrivibrio 


hnospiraceae; Butyrivibrio. 


Desulfotomaculum 


NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobium. 
ref|NR_025899.1 


Yr. 


ref |NR_025844.1 


ref|NR_025752.1 


ophomonas. 


ref|NR_025659.1| Lentibacillus 


ref|NR_025657.1 


ref|NR_025645.1| Salinicoccus 
4223876 4225383 Salinicoccus 
ref|NR_025630.1] Streptococcus 


4241925 4243424 Streptococcus 
ceae; Streptococcus. 

ref|NR_027562.1| Anaerofustis 
181973 1183434 Anaerofustis 
ridiales; 
ref|NR_025859.1 
novella Bacteria; 


R 


ref|NR_025554.1| Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 
ref|NR_025536.1 


65 Pedobacter piscium Bacteria; 
iaceae; Pedobacter. 
ref|NR_025534.1 
iaceae; Pedobacter. 
NR_025428.1| Chelatococcus 
58 Chelatococcus 


izobiales; Beijerinckiaceae; 


ref|NR_025151.1 


mily XI. Incertae Sedis; 


ref|NR_025093.1 


aceae; Paracoccu 
ref|NR_025007.1 
92 Laceyella putida Bacteria; 


Ss. 


ref |NR_024694.1 

2873633 287517 
ref |NR_026531.1 
m. 
ref|NR_026472.1| Sulfitobacter 


3062186 3063600 Sulfitobacter 
obacterales; Rhodobacteraceae; 


219846553 


pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


ref|NR_026145.1| Bacillus 
3534017 3535534 Bacillus 


6 Desulfotomaculum 

Desulfotomaculum. 
Mesorhizobium ciceri 
ciceri Bacteria; 


Caloramator fervidus 
15 Caloramator fervidus Bacteria; 


Hydrogenobaculum 
75 3957710 Hydrogenobaculum acidophilum 


Syntrophomonas curvata 
82 Syntrophomonas curvata Bacteria; 
91 4210111 Lentibacillus salicampi 


Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


Eubacteriaceae; Anaerofustis. 
Starkeya novella DSM 
Proteobacteria; 


Pedobacter piscium 


Pedobacter cryoconitis 
39 Pedobacter cryoconitis Bacteria; 


Sporanaerobacter 
47 2255269 Sporanaerobacter acetigenes 


Paracoccus methylutens 
05 Paracoccus methylutens Bacteria; 
Laceyella putida 
Pullulanibacillus 
2 Pullulanibacillus 


Clostridium ultunense 
25 Clostridium ultunense Bacteria; 


162376 Bacteria_16S 


strain DSM 8722 
Firmicutes; Bacil 
162376 Bacteria 
strain DSM 8721 
Firmicutes; Bacil 
162376 Bacteria 
strain DSM 8720 
Firmicutes; Bacil 
162376 Bacteria_ 
strain DSM 8716 
Firmicutes; Bacil 


162376 Bacteria_16S 


filamentus strain 


Bacteria; Bactero 


162376 Bacteria_16S 


franzmannii strai 


Bacteria; Bactero 


162376 Bacteria_16S 


succinivorans str 
succinivorans Bac 


162376 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


162376 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


162376 Bacteria_16S 


kaustophilus stra 
kaustophilus Bact 


162376 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


162376 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; Clost 


162376 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain HTCC2506 1 
Proteobacteria; A 


162376 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


162376 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


162376 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


162376 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


162376 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


162376 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


162376 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


162376 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


ref|NR_026143.1| Bacillus gibsonii 
44 Bacillus gibsonii Bacteria; 


ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

220052 220096 68 112 gi 
in BD 53 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Bacillac 
323170 323206 76 112 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
388275 388311 76 112 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
395912 395956 68 112 gi 
n 28-1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Tenuibac 
439272 439324 60 112 gi 


lphaproteobacteria; Rhizobiales; Auran 


483528 483572 68 112 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 

651116 651160 68 112 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 

666129 666165 76 112 gi 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
788311 788347 76 112 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
797484 797528 68 112 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
899311 899355 68 112 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
934919 934955 76 112 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
936445 936481 76 112 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 


162376 Bacteria_16S 


1143401 1143453 60 112 gi 


3537993 3538038 67 112 gi|219846551 
6S ribosomal RNA, partial sequence 3537139 35386 
lales; Bacillaceae; Bacillus. 
16S 3539562 3539607 67 112 gi| 219846550 
6S ribosomal RNA, partial sequence 3538695 35402 
lales; Bacillaceae; Bacillus. 
16S 3541134 3541179 67 112 gi| 219846549 
6S ribosomal RNA, complete sequence 3540266 35417 
lales; Bacillaceae; Bacillus. 
16S 3542691 3542736 67 112 gi| 219846548 
6S ribosomal RNA, partial sequence 3541838 35433 
lales; Bacillaceae; Bacillus. 
3681216 3681249 79 112 gi| 219846450 
215 16S ribosomal RNA, partial sequence 36803 
idetes; Flavobacteria; Flavobacteriales; Flavoba 
3793448 3793481 79 112 gi| 219846368 
n 301 16S ribosomal RNA, partial sequence 37926 
idetes; Flavobacteria; Flavobacteriales; Flavoba 
70502 70538 76 112 gi| 265679017 
ain S1-1 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Clostridia; Clostridiales; Ve 
96134 96170 76 112 gi| 265678999 
n Aspo2 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Deltaproteobacteria; Desulf 
154020 154064 68 112 gi| 265678960 


153188 15467 


Oxobacter. 
265678916 
quence 

eae; Geoba 
265678845 


322285 32381 


ae; Haloth 
265678796 


387448 38884 


Veillonel 
265678791 
ence 39505 
illus. 

265678762 


6S ribosomal RNA, partial sequence 438478 43991 


timonadace 
265678729 
sequence 

ynergistal 
265678617 
tial seque 
rococcacea 
265678605 


665236 66673 


eae; Pelos 
265678520 


787469 78896 


ciricketts 
265678514 
al sequenc 
nibacillac 
265678445 
nce 89842 


265678422 
e 93405 
brionales; 
265678421 


935581 93704 


Bacteriov 


nibacillus. 


ref|NR_026141.1 


ref|NR_026140.1 


ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref |NR_029325.1 
69637 71125 
illonellaceae; S 
ref |NR_029307.1 
95265 96764 
ovibrionales; De 


ref|NR_029268.1 


ref |NR_029224.1 
19184 220608 
cillus. 


ref |NR_029150.1 


Ny 


thrix. 
NR_029101.1 


ermo 
ref 


la. 
ref|NR_029096.1 
0 396528 Tenuib 


ref |NR_029067.1 
ae; Fulvimarina. 
ref |NR_029034.1 

482698 484170 
es; Synergistace 
ref |NR_028922.1 
nce 650305 
e; Aerococcus. 
ref |NR_028910.1 


pora. 
ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref|NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref |NR_028747.1 
7 899962 Paenib 


ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 


253680761 


phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Pannonibacter. 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Bacillus clausii 


42 Bacillus clausii Bacteria; 


Polaribacter 
bacter filamentus 
ribacter. 

Polaribacter 
bacter franzmannii 
ribacter. 

Schwartzia 

Schwartzia 
chwartzia. 

Desulfovibrio 

Desulfovibrio 
sulfovibrionaceae; 


Geobacillus 
Geobacillus 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Tenuibacillus 
acillus multivorans 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Dethiosulfovibrio 

Dethiosulfovibrio 
ae; 

Aerococcus 

651625 Aerococcus 


haga. 
Paenibacillus 
Paenibacillus 
us. 
Paenibacillus 
acillus koreensis 


Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 


marinus Bacteria; 
riovorax. 


ref|NR_028009.1 
142608 114408 


R 


Pannonibacter 
2 Pannonibacter 


Oxobacter pfennigii 
7 Oxobacter pfennigii Bacteria; 


Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 


Dethiosulfovibrio. 


Pelospora glutarica 
5 Pelospora glutarica Bacteria; 


Methylophaga alcalica 
alcalica Bacteria; 


Bacteriovorax marinus 


162376 Bacteria_ 


azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partia 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydro 


162376 Bacteria_ 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; 
Incertae Sedis; Caldicellulosiruptor. 


Family III. 
162376 Bacteria_ 


antibioticus strain USAM 3C 16S ribosomal RNA, 
antibioticus Bacteria; 


Lysobacter. 


162376 Bacteria_16S 
milosensis strain SH714 16S ribosomal RNA, partial sequ 
Firmicutes; 
162376 Bacteria_16S 

lusatiensis strai 
Proteob 
162376 Bacteria_16S 
mediatlanticus st 
mediatlanticus Ba 
162376 Bacteria_16S 


Bacteria; 


Bacteria; 


strain LUH4616 16 
Proteobacteria; 


Bacteria; 


smegmatis strain 


smegmatis Bacteri 


Mycobacteriaceae; 


162376 Bacteria_16S 
aquibiodomus stra 
aquibiodomus Bact 


Nitratireductor. 


162376 Bacteria_16S 


fermentum strain 
Bacteria; 


Firmicutes; 


Bacteria; 


strain ATCC 17747 
Firmicutes; Clost 


162376 Bacteria_16S 


sapomandens strai 
Sapomandens Bacte 


162376 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


162376 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


162376 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


162376 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


162376 Bacteria_16S 


strain B3-1 16S r 


G 
162376 Bacteria_16S 
schindleri strain 
schindleri Bacter 
162376 Bacteria_16S 
strain LUH 3792Ty 
Proteob 
162376 Bacteria_16S 


Firmicu 
162376 Bacteria_16S 
strain BG29 16S r 
Clost 
162376 Bacteria_16S 
marinus strain sr 
Synergi 
162376 Bacteria_16S 
dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 
162376 Bacteria_16S 


16S 1241769 1241823 58 112 gi| 219878120 


16S 1324795 1324839 68 112 219878140 


sequence 


gi 


16S 1429293 1429329 76 112 224581439 


sequence 
ria; Xanth 


gi 
partial 
Proteobacteria; Gammaproteobacte 


1441646 1441690 68 LT 224581427 
ence 14407 
llus. 

219878173 
ce 15690 
les; Phyll 
219878421 
uence 


gi 


Bacillales; Bacillaceae; Filobaci 
1569794 1569846 60 112 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1681003 1681063 52 112 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococci; Thermal 
1872863 1872899 76 112 gi|219878286 
S ribosomal RNA, partial sequence 1872026 18734 
ammaproteobacteria; Pseudomonadales; Moraxellace 
1888309 1888345 76 112 gi| 219878273 
LUH5832 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 
1913683 1913719 76 112 gi| 219878253 
pe 16S ribosomal RNA, partial sequence 19128 
acteria; Gammaproteobacteria; Pseudomonadales; 
2034010 2034072 50 112 gi| 219878172 
ATCC 19420 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
2098429 2098481 60 112 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


219878123 
uence 
ria; Rhizo 
2190953 2191005 60 112 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibacillus. 
2337993 2338037 68 112 gi| 219857503 
ibosomal RNA, partial sequence 2337153 23386 
ridia; Clostridiales; Heliobacteriaceae; Helioba 
2351623 2351667 68 112 gi| 219857493 
12 16S ribosomal RNA, partial sequence 23507 
stetes; Synergistia; Synergistales; Synergistace 
2356260 2356296 76 112 gi| 219857490 
s strain SF3 16S ribosomal RNA, partial sequence 
s Bacteria; Proteobacteria; Deltaproteobacteria; 
ae; Desulfovibrio. 
2403284 2403320 76 112 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2429242 2429286 68 112 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2432246 2432290 68 112 gi 
n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2435290 2435334 68 112 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostridiales; Cl 
2598935 2598979 68 112 gi| 219857269 
16S ribosomal RNA, partial sequence 2598095 25994 
ridia; Clostridiales; Peptococcaceae; Desulfotom 
2661554 2661606 60 112 gi| 219857216 
n DM13 16S ribosomal RNA, partial sequence 26607 
acteria; Alphaproteobacteria; Rhizobiales; Hypho 
2783000 2783036 76 112 gi| 219857128 
ibosomal RNA, partial sequence 


219857605 
ence 21901 


219857458 
24024 
Veillonel 
219857438 
sequence 
ales; Pept 
219857436 
nce 24314 
ni 
219857431 
quence 


1 sequence 
genotherma 


Thermoana 


Pseudomonad 


M 


bacillus. 


ref|NR_025259.1 
1240965 124241 
ceae; Sulfurihy 
ref|NR_025279.1 

1323941 132544 
erobacterales; T 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


ref |NR_027209.1 
88 1442278 Filoba 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025560.1 

1680196 168167 
es; Thermaceae; 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025311.1 

2033216 203470 
ales; Corynebact 


v 


ref |NR_025262.1 
2097632 209908 
biales; Phylloba 


ref |NR_025193.1 
08 2191561 Amphib 


ref|NR_025091.1 
cterium. 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


ref |NR_025046.1 
23 2403914 Veillo 
la. 
ref |NR_025026.1 
2428395 242981 
ococcaceae; Desu 
ref|NR_025024.1 
10 2432897 Paenib 


ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref |NR_024900.1 


aculum. 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref|NR_024756.1 


d 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Filobacillus 
cillus milosensis 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 
Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Acinetobacter parvus 
parvus Bacteria; 
r. 
Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Mycobacterium 
2 Mycobacterium 
erineae; 


Nitratireductor 
7 Nitratireductor 


cteriaceae; 


Amphibacillus 
acillus fermentum 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Desulfovibrio 
7 Desulfovibrio 
les; 


Veillonella criceti 
nella criceti Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
lfotomaculum. 
Paenibacillus 
acillus chinjuensis 


Clostridium 

3 Clostridium 

ostridium. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Thiothrix disciformis 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 


2782197 2783612 Thiothrix disciformis Bacteria; 


162376 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


162376 Bacteria_16S 


strain DSM 11603 


strain ATCC 70062 
Firmicutes; Lacto 


162376 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


162376 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


162376 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


162376 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


162376 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


162376 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


162376 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


162376 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


162376 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


162376 Bacteria_16S 


acetireducens str 
acetireducens Bac 


162376 Bacteria_16S 


homopropionicum s 
homopropionicum B 


162376 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


162376 Bacteria_16S 


restrictus strain 
restrictus Bacter 


162376 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


162376 Bacteria_16S 


brockii subsp. fi 


Thermoanaerobacter brockii subsp. 


Thermoanaerobacte 


162376 Bacteria_16S 


strain B9 16S rib 


3091430 3091470 72 112 

S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3106400 3106452 60 


gi 


Ignavigranu 
112 gi 


m. 


ob 
3180435 3180479 68 112 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3233563 3233619 58 114 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3235096 3235132 76 112 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3286486 3286530 68 112 gi 


qu 
hl 


en 
ph 


ridia; Clostridiales; Clostridiaceae; Cl 
3300239 3300275 76 112 gi 
ain RB-1 16S ribosomal RNA, partial se 


teria; Proteobacteria; Gammaproteobact 


qu 
er 


3382532 3382568 76 112 gi 
ATCC 33146 16S ribosomal RNA, complete 
ia; Proteobacteria; Gammaproteobacteria; 
3384071 3384107 76 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3437646 3437682 76 112 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3439155 3439191 76 112 gi 


ci 
en 


na 


ammaproteobacteria; Pseudomonadales; Mor 


G 


3440665 3440701 76 112 gi 


3442174 3442210 76 112 
in DSM 6962 16S ribosomal RNA, 
eria; Proteobacteria; 


gi 
complet 
Gammaproteobacte 


3443684 3443720 76 112 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3483268 3483312 68 112 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3530346 3530390 68 112 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3583716 3583760 68 112 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3666006 3666050 68 112 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3766392 3766428 76 112 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
3883191 3883227 76 112 gi 
nnii strain AKo-1 16S ribosomal RNA, p 
finni 
rales; Thermoanaerobacteraceae; 
3898669 3898721 60 112 
osomal RNA, partial sequence 


Thermo 
gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


162376 Bacteria_16S 


strain OCh 254 16 


3900145 3900197 60 112 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


162376 Bacteria_16S 


3967637 3967689 60 112 


gi 


e 
ri 


se 


, 


al 
di 


ia 
ri 


eq 
ri 


qu 
le 


ce 
ib 


ar 


i Bacteria; 


an 


ho 


ho 


219846861 
3090574 30919 


219846851 
16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
162376 Bacteria_16S 


317 


219846765 


ence 


ce 323 


ence 
ia; 


219846661 
sequence 
Thiotri 


219846660 


338 


ce 343 
dales; 


219846617 
somal RNA, partial sequence 3438312 3439771 Aci 
axella 
219846616 
6S ribosomal RNA, partial sequence 3439822 344 
ammaproteobacteria; Pseudomonadales; Mor 
162376 Bacteria_16S 


sequen 
a; Pse 


219846614 


quence 
Pseudo: 


219846587 


seque 
ales; 


219846556 


1 sequ 
diales 


219846520 


uence 
diales 


219846461 


ence 
S; Pep 


219846387 


376 
rional 


219846307 


tial s 


aeroba 


219846296 
3897893 38992 


dobact 


219846295 
3899350 39007 


dobact 


219846247 


acteriac 
219846801 


amydiace 
219846764 


omonadac 
219846730 
16S ribosomal RNA, partial sequence 3285670 32871 
ostridiu 
219846721 


Thio 


ricketts 
219846618 


ref |NR_026453.1 
90 Ignavigranum 


ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026393.1 
9583 3181087 Fackla 
ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026322.1 


42 


m. 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref |NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 


32 


68 


M 


ne 
ce 


Ignavigranum ruoffiae 
ruoffiae Bacteria; 


Aquamicrobium defluvii 


defluvii Bacteria; 
um. 
Facklamia hominis 


mia hominis Bacteria; 


Parachlamydia 
7 Parachlamydia 
a. 
Thermosyntropha 


syntropha lipolytica 


opha. 
Clostridium pascui 


40 Clostridium pascui Bacteria; 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 


haga. 
Acinetobacter 


obacter radioresistens 


inetobacter. 


Acinetobacter lwoffii 


Bacteria; 
xr 


axella 
219846615 


Firmicutes; 


Acinetobacter junii 
junii Bacteria; 
rE 


ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 
3441331 344279 
omonadales; Mora 


12 
ce é 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


ce 
ud 


ref |NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Clostridium 
2 Clostridium 
ostridium. 
Clostridium 
6 Clostridium 
Clostridium. 
Clostridium 
5 Clostridium 
Clostridium. 
Dehalobacter 
8 Dehalobacter 
obacter. 
Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
ref|NR_025897.1| Thermoanaerobacter 
uence 3882338 3883860 
Clostridia; 


mo 


nc 
cl 


en 


v 


v 


to 


55 
es 


eq 
cter. 
ref|NR_025886.1| Ahrensia kielensis 
99 Ahrensia kielensis Bacteria; 

aceae; Ahrensia. 
ref|NR_025885.1| Roseibium denhamense 
43 Roseibium denhamense Bacteria; 

aceae; Roseibium. 
ref |NR_025837.1 


er 


er 


Mesorhizobium loti 


strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


162376 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


162376 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


162376 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


162376 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


162376 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


162376 Bacteria_16S 


thermacidophilum 


Bifidobacterium thermacidophilum subsp. 


Bifidobacteriales 


162376 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


162376 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


162376 Bacteria_16S 


strain DSM 5901 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
162376 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


162376 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


162376 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


162376 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


162376 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


162376 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


162376 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


162376 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


162376 Bacteria_16S 


Isley 16S ribosom 
Mollicutes; Mycop 


162376 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


162376 Bacteria_16S 


cyanea strain NA1 


4101082 4101118 76 112 gi 
n S1 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 
4198902 4198946 68 112 gi 
KCTC 3748 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Paenibacill 
152452 152515 49 112 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
676755 676790 77 112 gi 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
706602 706665 49 112 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
922541 922604 49 112 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
1330853 1330904 61 112 gi 
subsp. porcinum strain P3-14 16S ribos 
; Bifidobacteriaceae; Bifidobacterium. 
1518466 1518517 61 112 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1519978 1520029 61 112 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1647484 1647539 57 112 gi 


’ 


1648981 1649036 57 112 


gi 
ia; Rhodospirillales; Acetobacteraceae 
1684095 1684158 49 112 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1734428 1734491 49 112 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
2107579 2107614 77 112 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


2289817 2289880 49 112 


gi 
ridia; Clostridiales; Lachnospiraceae; 
2504767 2504818 61 112 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2641893 2641944 61 112 gi 


eltaproteobacteria; Desulfobacterales; 
3297176 3297239 49 112 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3596056 3596119 49 112 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3623025 3623087 50 112 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3757294 3757365 49 120 gi 
al RNA, partial sequence 
lasmataceae; Mycoplasma. 
4095252 4095315 57 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


v 


120 gi 


219846152 
nce 41002 
les; Neiss 
219846076 
equence 
aceae; Pae 
265678961 
ce 15161 
idiaceae; 
265678598 


675861 67745 


ae; Anaero 
265678578 


705889 70720 


Dorea. 
265678430 


921679 92319 


Desulfoba 
219846082 
omal RNA, 


219857618 


1517647 15191 


Hespellia 
219857617 


1519166 15206 
espellia. 


H 
219878444 


6S ribosomal RNA, partial sequence 1646706 16481 


Acetobacte 
219878443 


somal RNA, partial sequence 1648203 1649649 Stell 


; Stella. 
219878419 
rtial sequ 
tridiales; 
219878385 
uence 
iales; Lac 
219878115 
ete sequen 
eria; Pseu 


219857539 


6S ribosomal RNA, partial sequence 2288984 22904 


Lachnobac 
219857379 
25039 
spiraceae; 

219857230 


6S ribosomal RNA, partial sequence 2641027 26425 


Desulfoba 
219846723 
ence 32963 
spiraceae; 
219846511 


3595254 35967 


3756485 3757942 Mycop 


219846156 


4094388 40957 


Desulfoba 


811 873 50 112 gi 
34 16S ribosomal RNA, partial sequence 


265679063 
1 


ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025666.1 
198059 419951 
nibacillus. 
ref |NR_029269.1 
7 153137 Clostr 
Clostridium. 
ref |NR_028903.1 
6 Anaerobaculum 
baculum. 
ref |NR_028883.1 


rs 


ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_025672.1 
complete sequenc 


ref|NR_025207.1 


ref |NR_025206.1 


ref|NR_025583.1 
race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


ref 
ence 


NR_025558.1 

168328 
Clostridiaceae; 
ref|NR_025524.1 
1733638 173507 
hnospiraceae; Ps 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 
ref|NR_025127.1 
terium. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref|NR_026103.1 


lasma alvi Bacte 


ref|NR_025746.1 
cteraceae; Desul 
ref|NR_029371.1 

1489 Saccha 


Chitinibacter 
ibacter tainanensis 
ibacter. 

Paenibacillus 
0 Paenibacillus 


Clostridium 
idium propionicum 


Anaerobaculum mobile 
mobile Bacteria; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Bifidobacterium 
e 1330013 1331535 


porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Alkanindiges 
9 Alkanindiges 
axellaceae; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Sporobacterium 
acterium olearium 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 
Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium. 

219846490|ref|NR_026082.1| Mycobacterium avium 
partial sequence 3622221 3623683 Mycobacterium 
Actinobacteridae; Actinomycetales; 

obacterium avium complex (MAC). 
219846394|ref|NR_025985.1]| Mycoplasma alvi strain 


ria; Tenericutes; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Saccharomonospora 
romonospora cyanea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora 


162376 Bacteria_16S 2350 2412 50 112 gi|265679062|ref|NR_029370.1 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharomonospora. 

162376 Bacteria_16S 17351 17405 58 112 gi|265679052|ref|NR_029360.1 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

162376 Bacteria_16S 29634 29688 58 112 gi|265679044|ref|NR_029352.1 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 

amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 
162376 Bacteria_16S 41641 41695 58 112 gi|265679036|ref|NR_029344.1 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

162376 Bacteria_16S 46116 46178 50 112 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
162376 Bacteria_16S 53954 54016 50 112 gi|265679028|ref|NR_029336.1 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 

thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae 
162376 Bacteria_16S 68996 69058 50 112 gi|265679018|ref|NR_029326.1 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 

camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Corynebacteriaceae; Corynebacterium. 

162376 Bacteria_16S 75072 75126 58 112 gi|265679014|ref|NR_029322.1 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 

phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlor 
Chlorobium. 

162376 Bacteria_16S 80852 80906 58 112 gi|265679010|ref|NR_029318.1 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 

Firmicutes; Bacillales; Listeriaceae; Listeria. 

162376 Bacteria_16S 97664 97718 58 112 gi| 265678998 |ref|NR_029306.1 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 

thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
Desulfocapsa. 

162376 Bacteria_16S 103769 103831 50 112 gi|265678994|ref|NR_029302.1 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 10297 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; T 
Tsukamurella. 

162376 Bacteria_16S 108289 108351 50 112 gi|265678990|ref|NR_029298.1 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 

162376 Bacteria_16S 116036 116098 50 112 gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

162376 Bacteria_16S 117591 117653 50 112 gi|265678984|ref|NR_029292.1 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

162376 Bacteria_16S 122222 122276 58 112 gi| 265678981 |ref|NR_029289.1 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobact 
162376 Bacteria_16S 167905 167959 58 112 gi|265678951|ref|NR_029259.1 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacter 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

162376 Bacteria_16S 169429 169483 58 112 gi|265678950|ref|NR_029258.1 
strain Fowl 16S ribosomal RNA, partial sequence 168553 16998 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

162376 Bacteria_16S 170905 170959 58 112 gi| 265678949 |ref|NR_029257.1 
strain 50 16S ribosomal RNA, partial sequence 170036 17150 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

162376 Bacteria_16S 172415 172469 58 112 gi| 265678948 |ref|NR_029256.1 
strain PB 1 16S ribosomal RNA, partial sequence 171556 17300 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

162376 Bacteria_16S 173923 173977 58 112 gi| 265678947 |ref|NR_029255.1 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

162376 Bacteria_16S 175431 175485 58 112 gi| 265678946 |ref|NR_029254.1 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Lactobacillus perolens 
perolens Bacteria; 


Lactobacillus 
Lactobacillus 
us. 
Vibrio pectenicida 
pectenicida Bacteria; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 

Desulfotomaculum 

Desulfotomaculum 
; Desulfotomaculum. 

Corynebacterium 

Corynebacterium 
ebacterineae; 


Chlorobium 
Chlorobium 


obium/Pelodictyon group; 


Listeria innocua 


Listeria innocua Bacteria; 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Tsukamurella pulmonis 


6 104435 Tsukamurella pulmonis 


sukamurellaceae; 


Mycobacterium 
Mycobacterium 
terineae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Corynebacterium 
Corynebacterium 
rineae; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Vibrio mimicus strain 
ia; Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


162376 Bacteria_16S 
leiognathi strain 
Proteob 
162376 Bacteria_16S 
strain 22 16S rib 
Clost 
162376 Bacteria_16S 


Bacteria; 


Firmicutes; 


genavense strain 


Bacteria; Actinob 


Mycobacterium. 


162376 Bacteria_16S 
strain 40 16S rib 
G 
162376 Bacteria_16S 


Proteobacteria; 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


162376 Bacteria_16S 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


162376 Bacteria_16S 
16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
162376 Bacteria_16S 


strain MCRL 0044 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


162376 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


162376 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


162376 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


162376 Bacteria_16S 


strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 


162376 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


162376 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


162376 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


162376 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


162376 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


162376 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


162376 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


162376 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


176917 176971 58 112 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
201422 201476 58 112 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
221468 221530 50 112 gi 
2289 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


e 


223017 223071 58 

osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
242947 243009 50 112 gi 
ain 73 16S ribosomal RNA, complete seq 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


112 gi 


283676 283730 58 112 gi 
in B54 16S ribosomal RNA, complete seq 
eria; Proteobacteria; Deltaproteobacte 


291280 291334 58 112 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
294347 294401 58 112 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
312589 312643 58 112 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
334036 334098 50 112 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


gi 


Ss; 


yl 


al 


335586 335640 58 112 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
337153 337207 58 112 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


ri 


qu 
B 


398926 398988 50 112 gi 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 

411392 411446 58 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
412992 413046 58 112 gi 
Kx156A7 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactob 
414596 414650 58 112 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; Lacto 
417615 417669 58 112 gi 
in DV1184 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
428406 428468 50 112 gi 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 


ti 


112 gi 
ue 
ba 


qu 
ac 


ba 


ia 


s 


v 


162376 Bacteria_16S 


kentuckyensis str 


437745 437807 50 112 
ain NRRL B-24129 16S ribosomal 


gi 


265678945 


les; 
265678929 
200572 20203 
mily XI. 
265678915 
ce 

ales; 


265678914 
222148 22363 
onaceae; 
265678900 
uence 

e; Actinomycet 


245990 246052 50 112 gi| 265678898 
n CUB 687 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 

265495 265557 50 112 gi| 265678883 


donocardin 
265678871 
uence 
ria; 


265678866 
290399 29196 


265678864 
uence 


265678852 
equence 


265678838 


265678834 


265678833 


265678789 
idae; Acti 


265678780 


265678779 


265678778 


equence 


265678776 
equence 


265678769 


265678763 
RNA, partial sequence 


17604 
Vibri 
I 


22065 
Cory 


Vv 


Desul 


Chlorob 


ococcus. 


33324 


es; Cory 


33475 
ales; Bi 
ence 


ifidobac 


al seque 


nce 
cillacea 


ence 
illaceae 


cillacea 


les; Pep 


equence 
Actinomy 


Photobacterium 
acterium leiognathi 


ref |NR_029253.1 
8 177513 Photob 
onaceae; Photobacterium. 
ref|NR_029237.1| Helcococcus kunzii 
6 Helcococcus kunzii Bacteria; 
ncertae Sedis; Helcococcus. 

ref |NR_029223.1| Mycobacterium 

9 222097 Mycobacterium genavense 
nebacterineae; Mycobacteriaceae; 
ref|NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 


ibrio. 
ref|NR_029208.1| Mycobacterium 
242123 243639 Mycobacterium 
ales; Corynebacterineae; 
ref|NR_029206.1| Rhodococcus 
245166 246646 Rhodococcus 
etales; Corynebacterineae; Nocardiaceae; 
ref|NR_029189.1| Kutzneria viridogrisea 
4 Kutzneria viridogrisea Bacteria; 
eae; Pseudonocardiaceae; Kutzneria. 
ref|NR_029177.1] Desulfobacter 
282818 284333 Desulfobacter 
fobacterales; Desulfobacteraceae; 
ref|NR_029172.1| Aquifex pyrophilus 
2 Aquifex pyrophilus Bacteria; 
ref|NR_029170.1| Prosthecochloris 
293547 295005 Prosthecochloris 
iaceae; Prosthecochloris. 
ref|NR_029158.1| Staphylococcus 
311738 313264 Staphylococcus 
ref |NR_029143.1| Mycobacterium celatum 
5 334704 Mycobacterium celatum 
nebacterineae; Mycobacteriaceae; 
ref|NR_029139.1| Bifidobacterium 
5 336267 Bifidobacterium subtile 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029138.1| Parascardovia 
336318 337835 Parascardovia 
teriales; Bifidobacteriaceae; 
ref|NR_029094.1| Nocardia 
nce 398145 399618 Nocardia 
nomycetales; Corynebacterineae; 
ref|NR_029085.1| Lactobacillus 
410506 412073 Lactobacillus 
e; Lactobacillus. 
ref|NR_029084.1| Lactobacillus 
412124 413673 Lactobacillus 
; Lactobacillus. 
ref |NR_029083.1| Lactobacillus 
413724 415278 Lactobacillus 
e; Lactobacillus. 
ref|NR_029081.1| Tepidibacter 
416856 418235 Tepidibacter 
tostreptococcaceae; Tepidibacter. 
ref|NR_029074.1| Corynebacterium 
427586 429077 Corynebacterium 
cetales; Corynebacterineae; 
ref|NR_029068.1| Amycolatopsis 


436922 438427 Amycolatopsis 


kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


162376 Bacteria_1 
xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 
162376 Bacteria_1 
mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 
162376 Bacteria_1 


strain AU476 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
162376 Bacteria_16S 


strain S-5623 16S 
Firmicutes; 


Mycobacteriaceae; 


162376 Bacteria_16S 


boenickei strain 


Bacteria; Actinob 


Mycobacterium. 


162376 Bacteria_16S 


69 16S ribosomal 


Gammaproteobacter 
162376 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


162376 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


162376 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


162376 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


162376 Bacteria_16S 


strain FI-0169 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Mycobacterium avi 


162376 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


162376 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


162376 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


162376 Bacteria_16S 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


162376 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


162376 Bacteria_16S 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 


Lacto 
162376 Bacteria_16S 
phoeniculicola st 
phoeniculicola Ba 
162376 Bacteria_16S 
parakefiri strain 
parakefiri Bacter 
162376 Bacteria_16S 
brisbanense strai 
brisbanense Bacte 


472908 472962 58 112 
ribosomal RNA, partial sequence 


gi 


486651 486705 58 
RNA, partial sequence 

ia; Vibrionales; Vibrionaceae; Vibrio. 
497453 497507 58 112 gi 
M512/02/1 16S ribosomal RNA, partial 

ia; Firmicutes; Lactobacillales; Strep 
509752 509814 50 112 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
512797 512851 58 112 
CCUG 47156 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 
524916 524978 50 112 gi 
$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


112 gi 


s 


q 
i 


gi 


s 


e 
a 


531037 531099 50 112 
S ribosomal RNA, partial sequence 


gi 


um complex (MAC). 
538676 538738 50 112 gi 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 
541702 541756 58 112 gi 
CW1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
543229 543283 58 112 
osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
550969 551023 58 112 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
552471 552533 50 112 gi 
613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


d 


Cc 


gi 


q 
c 


e 
a 


567705 567767 50 112 


gi 


ubrobacteridae; Solirubrobacterales; Co 


573713 573775 50 112 gi 


Rhodospiri 
265678736 
472041 47353 


265678727 
485792 487320 Vibri 


265678720 


equence 


tococcacea 
265678712 


uence 
nomycetal 


265678710 


equence 


ococcaceae 
265678702 


52414 
les; 


265678698 
530243 53169 
nebacterin 


265678693 


sequence 
ae; Actin 


265678691 


e 54086 


265678690 
542382 54390 


Deferriba 


265678685 


uence 
tobacilla 


265678684 


55170 


les; Cory 


265678674 
6S ribosomal RNA, partial sequence 566874 56834 


nexibacte 


265678670 


Cory 


llac 
ref 


eae; Inquili 
NR_029041.1 


ref 
oO po 


NR_029032.1 
nticus Bacte 


ref|NR_029025.1 
496622 498127 
e; Streptococcus 
ref|NR_029017.1 
508981 510331 
es; Corynebacter 
ref|NR_029015.1 
11957 513395 

; Streptococcus. 
ref|NR_029007.1 
6 525550 Coryne 
nebacterineae; C 


uo 


ref|NR_029003.1 
4 Mycobacterium 
eae; Mycobacteri 


ref |NR_028998.1 
537853 539333 
omycetales; Cory 


ref|NR_028996.1 
2 542331 Staphy 


ref|NR_028995.1 
0 Deferribacter 
cter. 
ref|NR_028990.1 

550095 551652 
ceae; Lactobacil 
ref |NR_028989.1 
3 553077 Coryne 
nebacterineae; C 


ref |NR_028979.1 


raceae; Conexiba 


6S 449989 450043 58 112 gi|265678755|ref|NR_029060.1| Saccharothrix 

ain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

ae; Saccharothrix. 

6S 460669 460731 50 112 gi|265678744|ref|NR_029049.1| Amycolatopsis 

in NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

6S 465209 465263 58 112 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 


nus. 
Weissella koreensis 


7 Weissella koreensis Bacteria; 


bacillales; Weissella. 

474448 474502 58 112 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

475985 476039 58 112 gi|265678734|ref|NR_029039.1| Lactobacillus 

GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478895 478957 50 112 gi|265678732|ref|NR_029037.1| Mycobacterium 
n W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

480444 480506 50 112 gi|265678731|ref|NR_029036.1| Mycobacterium 
W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Vibrio ponticus strain 
ria; Proteobacteria; 


Streptococcus 

Streptococcus 

Corynebacterium 

Corynebacterium 
ineae; 


Streptococcus 
Streptococcus 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 
nebacterineae; 


Staphylococcus 
lococcus nepalensis 


Deferribacter abyssi 
abyssi Bacteria; 


Lactobacillus 
Lactobacillus 
lus. 
Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Conexibacter woesei 


3  Conexibacter woesei Bacteria; 


ref |NR_028975.1 


572888 


cter. 
Corynebacterium 
574399 Corynebacterium 


tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


162376 Bacteria_16S 579607 579669 50 


glaucum strain IMMIB R-5091 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Act 


glaucum Bacteria; 
Corynebacteriaceae; Corynebacterium. 
162376 Bacteria_16S 581150 581212 50 
pyrenivorans strain 17A317A3 16S ribosomal 
pyrenivorans Bact 
Mycobacteriaceae; Mycobacterium. 

162376 Bacteria_16S 593206 593260 58 
hassiacum strain 
Bacteria; Proteob 
162376 Bacteria_16S 
appendicis strain 
appendicis Bacter 
Corynebacteriaceae; Corynebacterium. 
162376 Bacteria_16S 616063 616117 58 
strain 289 16S ribosomal RNA, 
Proteobacteria; 
162376 Bacteria_16S 
holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 
162376 Bacteria_16S 


608276 608338 50 


617626 617688 50 


623478 623540 50 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 


aurimucosum Bacte 
Corynebacteriaceae; Corynebacterium. 

162376 Bacteria_16S 625034 625096 50 
strain E846 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


162376 Bacteria_16S 
strain CE2105 16S 


629672 629726 58 


162376 Bacteria_16S 645040 645094 58 

40M4T 16S ribosomal RNA, complete sequence 
Gammaproteobacter 
162376 Bacteria_16S 709538 709592 
strain NVI 88/441 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
162376 Bacteria_16S 712621 712683 
strain gM-1 16S r 


58 


50 


162376 Bacteria_16S 
botniense strain 
Bacteria; Actinob 
Mycobacterium. 
162376 Bacteria_16S 
biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 

162376 Bacteria_16S 
paurometabolica s 


714180 714242 50 


720411 720465 58 


740350 740412 50 


Pseudonocardineae; Pseudonocardiaceae; 
162376 Bacteria_16S 774426 774488 50 
strain YIM90005 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


162376 Bacteria_16S 776051 776105 58 
strain HKU4 16S r 
Firmicutes; Lactobacillales; 


162376 Bacteria_16S 777551 777613 50 


paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actin 
Gordoniaceae; Gordonia. 

162376 Bacteria_16S 779142 779196 58 112 gi| 265678526 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 77827 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
162376 Bacteria_16S 789797 789859 50 112 gi| 265678519 


strain J72 16S ri 


162376 Bacteria_16S 802154 802208 58 
subterraneus strain C21 16S ribosomal RNA, 


subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


eria; Actinobacteria; Actinobacteridae; 
W-51 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 

IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
complete sequence 
Gammaproteobacteria; Vibrionales; Vibri 


1406 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


ia; Vibrionales; Vibrionaceae; Vibrio. 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


E347 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobacteria; 


train YIM 90007 16S ribosomal 
Saccharomonospora paurometabolica Bacte 


ibosomal RNA, partial sequence 
Streptococcaceae; 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


112 gi|265678666|ref|NR_028971.1| Corynebacterium 
partial sequence 578821 580286 Corynebacterium 
inomycetales; Corynebacterineae; 
112 gi|265678665|ref|NR_028970.1| Mycobacterium 
RNA, partial sequence 580337 581817 Mycobacterium 
; Actinomycetales; Corynebacterineae; 
TL gi| 265678657 |ref|NR_028962.1| Novosphingobium 
592408 593892 Novosphingobium hassiacum 
Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
112 gi|265678646|ref|NR_028951.1| Corynebacterium 
al sequence 607486 608955 Corynebacterium 
Actinomycetales; Corynebacterineae; 
112 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 


615203 61674 
onaceae; 
265678640 
61679 


112 gi 


ales; 
112 gi|265678636|ref|NR_028941.1 
ial sequence 622694 624168 
Actinomycetales; Coryneb 
112 gi|265678635|ref|NR_028940.1 
624219 625725 Mycobacterium 
eae; Mycobacteri 
112 gi|265678631|ref|NR_028936.1 
628893 63029 
Rhodospirillaceae; Roseosp 
112 gi|265678621|ref|NR_028926.1 
644174 645732 Vibrio lentus Bacteri 
112 gi|265678576|ref|NR_028881.1 
partial sequence 708668 710188 Aliivi 
Vibrionales; Vibrionaceae; Aliivibrio. 
112 gi|265678574|ref|NR_028879.1 
711792 713308 Mycobacterium 
eae; Mycobacteri 
112 gi| 265678573 |ref|NR_028878.1 
713359 714869 Mycoba 
ales; Corynebacterineae; 
112 gi| 265678568 |ref|NR_028872.1 
1 sequence 719632 721036 
Caulobacterales; Cau 
112 gi|265678554|ref|NR_028858.1 
RNA, partial sequence 739522 


a. 
112 gi| 265678530 
sequence 773630 77513 


112 gi| 265678529 

775183 77669 
Streptococcus. 

112 gi| 265678528 


789013 79048 


ref |NR_028945.1 


ref|NR_028834.1 
eae; Pseudonocar 
ref |NR_028833.1 
4 Streptococcus 


ref|NR_028832.1 
776745 778221 
omycetales; Cory 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref|NR_028823.1 


eae; Gordoniacea 


112 gi| 265678511 
complete sequence 


4 Vibrio agarivorans Bacteria; 
Vibrio. 


Mycobacterium 


5 618320 Mycobacterium holsaticum 
Corynebacterineae; Mycobacteriaceae; 


Corynebacterium 
Corynebacterium 


acterineae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Roseospira marina 


8 Roseospira marina Bacteria; 


Lray 
Vibrio lentus strain 
a; Proteobacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 


Mycobacteriaceae; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Saccharomonospora 
740995 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharomonospor 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Streptococcus sinensis 
sinensis Bacteria; 


Gordonia 
Gordonia 
nebacterineae; 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 


ref|NR_028814.1 
801287 802838 


Thermaerobacter 
Thermaerobacter 
Incertae Sedis; 


162376 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


162376 Bacteria_16S 
ain ATCC BAA-256 16S ribosomal 
teria; Actinobacteria; Actinobacterida 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


162376 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


162376 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


162376 Bacteria_16S 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteobacteria; 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


162376 Bacteria_16S 
rain ATCC 10988 16S ribosomal 
bilis Bacteria; Proteobacteria; Alphap 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


162376 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


strain K24 16S ri 


strain AS4.0578 1 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


162376 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


162376 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


162376 Bacteria_16S 


strain RE35F/1 16 
Proteobacteria; A 


162376 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


162376 Bacteria_16S 


pretiosum subsp. 


Actinosynnema pretiosum 


Actinomycetales; 


162376 Bacteria_16S 
intermedius strain 1877 
Firmicutes; 
162376 Bacteria_16S 


Bacteria; 


strain IEGM 16S r 


Actinobacteria; Actinoba 
162376 Bacteria_16S 


strain 213E 16S r 


808289 808343 58 


KR3 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


tes; Lactobacillales; 


811293 811355 50 


Mycobacterium. 


835745 835799 58 


7 Zymomonas. 
855243 855305 50 


861442 861504 50 


877948 878002 58 


880955 881009 58 


888589 888651 50 


897729 897783 58 


bacillales; 
908494 908548 58 


lphaproteobacteria; 
913158 913212 58 
train N 
acteria; 
ae; Lechevalieria. 

914716 914770 58 
pretios 


Pseudon 
916310 916364 58 


Lactobacillales; 
917860 917922 50 
ibosoma 


919425 919487 50 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
162376 Bacteria_16S 


37 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


um strain C-15003 16S 
subsp. pretiosu 
ocardineae; Actinosynnemataceae; 


1 RNA, partial sequence 
cteridae; Actinomycetales; 


ibosomal RNA, partial sequence 


112 


112 


112 


112 


112 


112 


112 gi| 265678458 |ref 
sequence 88012 

Pseudono 

112 gi| 265678452 |ref 
88778 

Pseudono 

112 gi| 265678446 |ref 


ribosomal RNA, partial sequence 
Enterococcaceae; 


112 


S ribosomal RNA, partial sequence 


Erythrobactera 

112 gi| 265678436 |ref 
artial sequenc 

Actinomyc 

112 gi| 265678435 |ref 
ribosomal RNA, partial 


112 


112 


112 


Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 
HO 66 16S ribosomal RNA, 


salivarius strain 
salivarius Bacter 


162376 Bacteria_16S 


933311 933365 58 


Firmicutes; 
962748 962802 58 


ia; 


112 


gi 


gi 


RNA, pa 


gi 


RNA, par 


gi 


gi 


265678507 


265678505 


265678489 


265678475 


train M 5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
162376 Bacteria_16S 


265678471 


860647 86213 


gi 


-1520 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


265678460 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
162376 Bacteria_16S 


896853 89837 


gi 


Enterococcus. 


265678439 


907717 90916 


Sphingomonadales; 


RRL B-3298 16S ribosomal RNA, p 
Actinobacteria; Actinobacteridae; 


gi 


gi 


265678434 


16S ribosomal RNA, partial sequence 91544 
Streptococcaceae; 


Streptoc 
265678433 


917039 91855 


gi 


265678432 


918602 92011 


gi 


265678423 


complete sequence 


Lactobacillales; 


112 


Lactobacillaceae; 


gi 


265678403 


pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 


pseudoavium Bacte 


ria; Firmicutes; 


162376 Bacteria_16S 


964211 964273 50 


Lactobacillales; 


112 


strain Y9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


Enterococcaceae; 


gi 


265678402 


80741 


rtial sequence 
e; Actinomycetales; 


ial sequen 


tial sequence 
roteobacteria; 


Actinomyc 


ref 


ref 


831200 831254 58 112 gi|265678492|ref|NR_028795.1 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococc 

832752 832806 58 112 gi| 265678491 |ref|NR_028794.1 
n 330 16S ribosomal RNA, partial sequence 83188 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 

834243 834297 58 112 gi|265678490|ref|NR_028793.1 


ref 


ref 


ref 


ref 


ref 


ref 


occu 


ref 


ref 


ref 


L 
ref 


E 
ref 


ce 833445 834896 
Sphingomonadales; 


854408 85593 
Propionibacterineae; 


0 Amycolatopsis 


donocardineae; 


9 881579 Lentze 


cardineae; Actinosynnemataceae; 


3 889225 Saccha 


6 Enterococcus 


0 Erythrobacter 


5 916988 Strept 


932436 934005 


961894 963406 


NR_028810.1 


NR_028808.1 
810468 


NR_028792.1 
834947 
Sphingomona 


NR_028778.1 
1 
etales; 


NR_028774.1 


Pseudonocar 
NR_028763.1 


Actinosynne 
NR_028760.1 


NR_028754.1 
cardineae; P 


NR_028748.1 


NR_028741.1 


ceae; Erythr 
NR_028738.1 
e 912332 
etales; Pseu 


NR_028737.1 
sequence 


NR_028736.1 


s; Streptoco 
NR_028735.1 


Gordoniacea 
NR_028734.1 


Gordoniacea 
NR_028725.1 


actobacillus 
NR_028705.1 


nterococcus. 


Lactobacillus 


2 808917 Lactobacillus ingluviei 
Lactobacillus 


Mycobacterium 
811984 Mycobacterium 


Corynebacterineae; 


Enterococcus 

Enterococcus 
us. 

Enterococcus 


6 833394 Enterococcus moraviensis 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Propionibacterium 
Propionibacterium 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
donocardineae; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Enterococcus avium 


avium Bacteria; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


m Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnema. 


Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
Corynebacterineae; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 
Corynebacterineae; 


e; Gordonia. 
Lactobacillus 
Lactobacillus 
Enterococcus 
Enterococcus 


Nocardia cerradoensis 


NR_028704.1 


963457 964882 Nocardia cerradoensis Bacteria; 


162376 Bacteria_16S 


succinus subsp. 


Staphylococcus succinus subsp. 
162376 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


162376 Bacteria_16S 


strain NS51 16S r 


Firmicutes; Lacto 


162376 Bacteria_16S 


strain IFM 10035 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 
6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 


strain IFM 0784 1 


strain IFM 0575 1 


strain IFM 10084 


strain YZ-96 16S 


strain IFM 0245 1 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


162376 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


162376 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


162376 Bacteria_16S 


strain JCM 21370 


tardaugens strain 
Bacteria; Proteob 


162376 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


162376 Bacteria_16S 


strain Y 16S ribo 
Alphaproteobacter 


162376 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


162376 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


162376 Bacteria_16S 


strain DF-32 16S 
Actinobacteria; A 
Microbispora. 


162376 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


162376 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


162376 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


bosomal RNA, 
bacillales; 


bacillales; 


teria; 


cteria; 


dococcus. 


ia; 


bacillales; 
in IFO 16266 


eae; 


ctinoba 


bacillales; 
S ribos 
bacillales; 
16S ri 
acteria 


’ 


162376 Bacteria_16S 


ibosomal RNA, 


1042186 1042248 50 
6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 1043746 1043808 50 
16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 1045302 1045364 50 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 1052878 1052940 50 
6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 1054405 1054443 74 
in OK10 16S ribosomal RNA, partial seq 


eria; Proteobacteria; Epsilonproteobac 


1058978 1059032 58 
ain SSM1 16S ribosomal RNA, partial se 
Deferribacteres; 
1060463 1060517 58 
rain Tl 16S ribosomal RNA, partial seq 
Deinococcus-Thermus; 
1070996 1071050 58 
16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
162376 Bacteria_16S 1073914 1073968 58 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1075422 1075484 50 
ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


1084281 1084335 58 
somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadales; 

1092043 1092097 58 
ribosomal RNA, partial sequence 
Lactobacillaceae; 
1099444 1099506 50 


eria; Actinobacteria; Actinobacteridae 
Acrocarpospora. 

1108562 1108624 50 
ribosomal RNA, 
cteridae; Actinomycetales; 


1117713 1117767 58 
ribosomal RNA, 
Streptococcaceae; 
1123827 1123881 58 
omal RNA, partial sequence 
Lactobacillaceae; 
1126741 1126795 58 
bosomal 
Deltaproteobacteria; 


1134264 1134326 50 


112 gi 


112 gi 


112 gi 


112 gi 


112 gi 


112 gi 
Deferribactera 
112 gi 


Deinococc 
112 gi 


112 gi 


112 gi 


112 gi 
Sphingomonadacea 
112 gi 


Lactobac 
112 gi 
16S ribosomal RNA, partia 


112 
partial sequence 


gi 
Stre 


112 
partial sequence 


gi 


Streptoc 
112 gi 


Lactobac 
112 gi 
RNA, partial sequence 

Syntroph 


265678350 


265678349 


265678348 


1044481 10459 
nebacterin 


265678342 


265678341 
uence 
teria; 


265678338 
quence 
les; 
265678337 
uence 

i; Thermal 
265678330 


265678328 
ence 10731 


Sphingomonadales; 


265678327 
uence 
265678320 


e; Sphingo 
265678315 


1091188 10926 


illus. 

265678310 
1 sequence 
; Actinomy 


265678303 


1107766 11092 


ptosporang 


265678297 


1116890 11182 


occus. 


224581425 


1122944 11244 


illus. 

253680772 
11259 

obacterale 


112 gi 


253680767 


sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 


nebacterin 


nebacterin 


nebacterin 


nebacterin 


Campylo 


Defer 


Rhodospiri 


e; Actinomycet 


Nocardiace 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


eae; Nocardiacea 

ref |NR_028643.1 
1053566 105500 

bacterales; 


ref |NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref |NR_028639.1 
1059624 106111 
Thermaceae; 
NR_028632.1 


es; 
ref 


llaceae; Tistrel 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref|NR_028629.1 

1074605 107593 
ales; Coryne 


ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028617.1 
88 Lactobacillus 


NR_028612.1 
1098650 110009 
cetales; Strepto 


ref|NR_028605.1 


ineae; Streptosp 
ref|NR_028598.1 


82 Streptococcus 


ref|NR_027206.1 
63 Lactobacillus 


ref|NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


1019251 1019305 58 112 gi|265678365|ref|NR_028667.1| Staphylococcus 
succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
1020849 1020903 58 112 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Streptococcaceae; Streptococcus. 
1023973 1024027 58 112 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Streptococcaceae; Streptococcus. 
1039139 1039201 50 112 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 
1040648 1040710 50 112 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
a 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Sulfurimonas 

2 Sulfurimonas 

Helicobacteraceae; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Marinithermus 
6 Marinithermus 
Marinithermus. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 

Rhodococcus 
5 Rhodococcus 
bacterineae; 


Sphingobium amiense 
acteria; Proteobacteria; 


Lactobacillus algidus 
algidus Bacteria; 


Acrocarpospora 
8 Acrocarpospora 


sporangineae; 


Microbispora corallina 


07 Microbispora corallina Bacteria; 


orangiaceae; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


ref |NR_028015.1 
1133500 113488 


Corynebacterium 
1 Corynebacterium 


sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


162376 Bacteria_16S 


strain YB1 16S ribosomal 
Proteobacteria; Gammapro 


162376 Bacteria_16S 


witflariensis strain W-5 
witflariensis Bacteria; 


Sphingopyxis. 
162376 Bacteria_16S 


strain IMMIB R-1434 16S 
Actinobacteria; Actinoba 


162376 Bacteria_16S 


strain MBIC3157 16S ribo 
Proteobacteria; Gammapro 


162376 Bacteria_16S 


DSM 43833 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermobispora. 
162376 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 
162376 Bacteria_16S 


strain 13.4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


162376 Bacteria_16S 
strain CDC 941078 


Mycobacterium. 
162376 Bacteria_16S 


strain A431 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


162376 Bacteria_16S 
strain CBS 107.95 


162376 Bacteria_16S 


psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 
psychrophilus Bacteria; 


162376 Bacteria_16S 


Mi268 16S ribosomal RNA, partial sequence 
Weissella. 


Lactobacillales; 


162376 Bacteria_16S 1294325 1294379 58 112 gi| 228715348 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 

subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

162376 Bacteria_16S 1309367 1309421 58 112 gi| 228721488 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequ 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacte 
Hyphomicrobium. 


162376 Bacteria_16S 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobac 


Hyphomicrobium. 
162376 Bacteria_16S 


subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial seq 
capitis subsp. urealyticus Bacteria; 


162376 Bacteria_16S 


dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S 
Streptococcus dysgalactiae subsp. dysga 
Streptococcus. 


Streptococcaceae; 
162376 Bacteria_16S 


YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


162376 Bacteria_16S 


subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequ 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; 


162376 Bacteria_16S 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacter 


Magnetospirillum. 
162376 Bacteria_16S 


1135777 1135831 58 


1141874 1141928 58 


1147918 1147980 50 


1153889 1153943 58 


1170646 1170708 50 


1235659 1235721 50 


1246262 1246324 50 


1250704 1250766 50 


1258218 1258272 58 


1262647 1262709 50 


1285177 1285231 58 


Firmicutes; 
1288327 1288381 58 


1310840 1310894 58 


1320162 1320216 58 


1323246 1323300 58 


1326287 1326349 50 


1327859 1327913 58 


1339957 1340011 58 


1347763 1347817 58 


RNA, partial sequence 
teobacteria; Vibrionales; Vibrionaceae; Vibrio 


ribosomal RNA, partial 


Bacillales; 


Firmicutes; 


112 


112 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


112 gi|253680758|ref|NR_028006.1 
sequence 11471 
Nocardiaceae; 
112 gi|253680754|ref|NR_028002.1 


somal RNA, partial sequence 115311811545 
teobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


112 


112 


112 


112 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


112 


112 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


112 


112 
128 


112 


112 


112 


112 


112 


112 


112 


lactiae Bacteria; 


gi| 253680766 
1134932 11363 


gi| 253680762 


cteridae; Actinomycetales; Corynebacterineae; 


gi|228719618 
1169826 11712 
Pseu 


gi|219878254 


strain DSM 44346 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Act 


gi|219857484 
1245479 12468 


219857412 
12499 


gi 


gi| 219856813 
1257400 12588 


219846681 

12618 
Cory 

219846054 


gi 


gi 


Jeotgalicoccus. 
gi|219846052 
7447 1289004 Weiss 


228721487 
partial s 


gi 


gi| 228715347 

Bacillales; Stap 
gi| 228715345 

ribosomal 


gi|219846136 
1325499 13269 
gi|]219846129 
Lact 


228721340 
sequence 


gi 


Corynebacterineae; 


Firmicutes; 


ref|NR_028014.1 


ref|NR_028010.1 
1141076 114255 


ref|NR_027583.1 
94 Thermobispora 
donocardineae; P 
ref |NR_025393.1 
123486 
inomycetales; Co 


ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_025000.1 
18 1251238 Mycoba 


ref|NR_024632.1 


ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_025644.1 

1284334 128584 


ref 
ella 


NR_025642.1 
soli Bacter 


ref|NR_027520.1 
1293463 129495 


ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref|NR_027610.1 
equence 131006 
teria; Rhizobial 


ref|NR_027519.1 
uence 131930 
hylococcus. 

ref|NR_027517.1 
RNA, partial seq 


ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_025719.1 
ence 132699 
obacillaceae; La 
ref|NR_027605.1 

1339181 134062 


ia; Rhodospirill 


gi|228720860 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Sphingopyxis 
7 Sphingopyxis 


Sphingomonadales; Sphingomonadaceae; 


Nocardia ignorata 


15 1148603 Nocardia ignorata Bacteria; 


Nocardia. 
Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Mycobacterium kubicae 
cterium kubicae 


Mycobacteriaceae; 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Dietzia natronolimnaea 

a natronolimnaea 

ietziaceae; Dietzia. 
Jeotgalicoccus 

0 Jeotgalicoccus 


Weissella soli strain 
ia; Firmicutes; 


Staphylococcus equorum 
6 Staphylococcus equorum 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Streptococcus 
uence 1322385 1323890 


Lactobacillales; 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Lactobacillus sakei 

5 1328388 Lactobacillus 
ctobacillus. 
Magnetospirillum 

3 Magnetospirillum 

ales; Rhodospirillaceae; 


ref|NR_027598.1 
1346912 134839 


Syntrophobacter 
7 Syntrophobacter 


fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; 


Syntrophobacteraceae; 
162376 Bacteria_16S 

DSM 43247 16S rib 
Bacteria; Actinob 
162376 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


162376 Bacteria_16S 
strain S-3 16S ri 
Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


glauca strain K62 


Bacteria; Actinob 
Saccharomonospora 
162376 Bacteria_16S 


strain s840-96-2 
Firmicutes; 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
162376 Bacteria_16S 
spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 
162376 Bacteria_16S 
avium stra 
avium Bact 


subsp. 
subsp. 
Mycobacteriaceae; 


162376 Bacteria_16S 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 14785 


Firmicutes; Lacto 
162376 
subsp. 
subsp. 
162376 
strain IBS G15036 
Bacteria; Actinob 


Corynebacterium. 


sciuri str 
sciuri Bac 


162376 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


162376 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


162376 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


162376 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


162376 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


162376 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


162376 Bacteria_16S 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
162376 Bacteria_16S 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
162376 Bacteria_16S 


Clost 
162376 Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Syntrophobacter. 
1350798 1350860 50 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1407809 1407863 58 112 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


112 gi 


1413870 1413924 58 112 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
1416904 1416966 50 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


1418460 1418514 58 112 


gi 
ridia; Clostridiales; Clostridiales Fa 
1440057 1440111 58 112 gi 
ribosomal RNA, partial sequence 


1450709 1450771 50 112 gi 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 
1476279 1476341 50 112 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1477845 1477899 58 112 gi 


’ 


2 
1 
; 


bacillales; Lactobacillaceae; Lactobacil 
1479416 1479470 58 112 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1490098 1490160 50 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


et 
oc 


al 


1521465 1521527 50 112 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 


ia 


1526129 1526183 58 112 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1536690 1536744 58 112 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1538252 1538306 58 112 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1560834 1560896 50 112 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
1563768 1563830 50 112 gi 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 

e; Amycolatopsis. 
1574339 1574393 58 


’ 


al 
Ac 


1 


eq 


, 


et 


v 


112 gi 
do 


1575864 1575918 58 112 


gi 


do 


1588134 1588188 58 112 


gi 


228720546 
1349993 13514 
ales; 
219846657 
artial seq 
acteria; 
224581449 
1413085 1 
Sphing 
224581447 


224581446 
16S ribosomal RNA, partial sequence 1417633 1 
mily X 
2245814 
14392301 
donoca 
224581420 
quence 


19878445 


mp 
219878440 


219878381 


219846947 


219857610 


ae; 


219857499 


219857378 


219857377 


Actinomyc 


219846147 


219846103 


219856868 


219856867 


219878486 


Cory 
s 


4145 
omon 
14160 


es; Pseu 


4190 
Ee 
28 
4407 
rdin 


Actinomy 


sequence 
Actinomy 
lex (MAC 


lus. 


e sequen 
occus. 


14892 


es; Cory 


1 sequen 


; Actino 


15252 
Lactobac 


sequenc 


tinomyce 


sequence 


uence 
Actinomy 


al seque 
Actinomy 


nocardin 


nocardin 


Syntrophobacterales; 


ref|NR_027594.1 
neba 

ref 
uenc 
phin 


cterineae; 
NR_026249.1 
e 140703 
gomonadales; 


ref |NR_027233.1 
adaceae; Sphingo 
ref|NR_027229.1 
93 1417582 Saccha 
donocardineae; P 
ref|NR_027228.1 
ncer 
ref 


tae Sedis; H 
NR_027210.1 


eae; Actinosynne 
ref|NR_027201.1 
1449903 145131 
cetales; Coryneb 


ref|NR_025584.1 

1475465 147693 
cetales; Coryneb 
Vis 
ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025520.1 
ce 1478573 148010 


ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_025737.1 
1560055 156148 
cetales; Coryneb 


ref 
nce 
ceta 


NR_025693.1 
156296 
les; Pseudon 


ref |NR_024687.1 


Actinosynne 
NR_024686.1 


eae; 
ref 


eae; Actinosynne 


ref|NR_025625.1 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
G 


ordoniaceae; Gordonia. 
Sphingobium 
2 1408473 Sphingobium 


Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Saccharomonospora 

romonospora glauca 

seudonocardiaceae; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Corynebacterium 

6 Corynebacterium 

acterineae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Nocardia 
6 Nocardia 
ebacterineae; 


Lactobacillus jensenii 
acillus jensenii 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


ocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Enterococcus italicus 


strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 


Firmicutes; Lacto 


bacillales; Enterococcaceae; Enterococcu 


Ss. 


162376 Bacteria_ 


CAIM 629 16S ribo 
Gammaproteobacter 


162376 Bacteria_ 
strain 75-80 16S 


Proteobacteria; G 


162376 Bacteria_ 


macmurdoensis str 
macmurdoensis Bacteria; 


162376 Bacteria_ 


philippinense str 
philippinense Bac 


16S 1658169 1658223 58 


16S 1659724 1659778 58 


16S 1661270 1661324 58 
Firmicutes; 


16S 1662777 1662839 50 


Pseudonocardiaceae; Kibdelosporangium. 


162376 Bacteria_ 
aridum subsp. 


Actinomycetales; 
162376 Bacteria_ 


vancoresmycina st 
vancoresmycina Ba 


lar 


16S 1664317 1664379 50 


Pseudonocardineae; 


16S 1673410 1673472 50 


Pseudonocardiaceae; Amycolatopsis. 


162376 Bacteria_ 


keratiniphila sub 


Actinomycetales; 
162376 Bacteria_ 


decaplanina strai 
decaplanina Bacte 


16S 1676432 1676494 50 


Pseudonocardineae; 


16S 1677949 1678011 50 


Pseudonocardiaceae; Amycolatopsis. 


162376 Bacteria_ 
strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 
162376 Bacteria_ 


CAIM 578 16S ribo 
Gammaproteobacter 


162376 Bacteria_ 


atypicum strain R 
Bacteria; Actinob 


Corynebacterium. 
162376 Bacteria_ 
rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 
162376 Bacteria_ 
strain DSM 44222 


162376 Bacteria_ 
strain DSM 44515 


Mycobacteriaceae; 


162376 Bacteria_16S 
strain ATCC 19645 


Firmicutes; 


strain LMG 20362 


Proteobacteria; G 
162376 Bacteria_16S 
R-3712 16S riboso: 
Gammaproteobacter 
162376 Bacteria_16S 
LMG 19999 16S rib 
Proteobacteria; G 
162376 Bacteria_16S 


16S 1679470 1679532 50 


16S 1699440 1699494 58 


16S 1710120 1710182 50 


16S 1726795 1726857 50 


Mycobacterium. 
16S 1728334 1728396 50 


16S 1729870 1729932 50 


1731383 1731445 50 


Mycobacterium. 
1745220 1745274 58 


1758939 1759001 50 


1776874 1776928 58 


1791982 1792036 58 


1793456 1793510 58 


1795011 1795065 58 


15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


largum 


17 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


Streptococcaceae; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
162376 Bacteria_16S 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 


112 


112 


ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 


112 


112 


112 


112 


112 


112 


Actinomyc 
112 gi| 219878422 
sequence 16786 


112 


112 


112 


112 


112 gi| 219878388 
112 gi| 219878387 
sequence 
Actinomyc 
112 gi| 219878377 
17443 

Streptococcus. 
112 gi| 219878366 
1758120 17596 
112 gi| 219878352 


112 


1791138 1792572 Vibri 


112 


112 


gi 
gi 
16 


gi 


ain CMS 2lw 16S ribosomal RNA, partial sequence 
Bacillales; 


gi 


ain A 80407 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


gi 


gum strain SKF-AAD-609 16S ribosomal R 
Kibdelosporangium aridum subsp. 


gi 


rain ST101170 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


n DSM 44594 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


gi 


2070 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


DSM 44223 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
162376 Bacteria_16S 
moriokaense strai 
moriokaense Bacte 


n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 
Lactobacillales; 
162376 Bacteria_16S 
strain SPR2 16S r 


16S ribosomal RNA, partial sequence 1776030 17774 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 


gi 


gi 


1792623 17941 


gi 


219878436 
219878435 
58880 16603 


219878434 


219878433 


219878432 


219878426 
sequenc 


219878424 


Amycolato 
219878423 


Pseu 
219878408 
219878401 
17093 


Cory 


219878390 


219878389 


219878341 


219878340 


Actinomycetales; 


NA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Kibdelosporangium. 


Actinomycetales; 


ref|NR_025575.1 


somal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 


ref|NR_025574.1 


ref|NR_025573.1 
1660434 166191 


Planococcaceae; Paenisporosarcina. 


ref|NR_025572.1 
1661967 166345 


ref|NR_025571.1 


ref|NR_025565.1 
e 1672599 167407 


ref|NR_025563.1 


sp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 
Amycolatopsis keratiniphila subsp. noga 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025547.1 
© pomeroyi Bacte 


ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


ref|NR_025529.1 
1725987 172747 
ales; Corynebact 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref|NR_025516.1 
69 1745812 Strept 
ref|NR_025505.1 


Gordoniacea 
NR_025491.1 


eae; 
ref 
ibrio. 
ref |NR_025480.1 
o chagasii Bacte 


ref|NR_025479.1 


ibrio 


219878339 


Vibrio fortis strain 
Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Sporosarcina 
6 Paenisporosarcina 


Kibdelosporangium 
6 Kibdelosporangium 


Pseudonocardineae; 


Kibdelosporangium 
1663507 1664980 


Amycolatopsis 
6 Amycolatopsis 


Pseudonocardineae; 


Amycolatopsis 
1675626 1677096 


becina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


ref|NR_025478.1 


1794167 1795601 Vibrio xuii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


162376 Bacteria_16S 
strain LMG 20546 


162376 Bacteria_16S 
strain LMG 20536 


162376 Bacteria_16S 


strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


162376 Bacteria_16S 
aridum strain DSM 


Kibdelosporangium. 
162376 Bacteria_16S 
scardovii strain 


1796496 1796550 58 


1798050 1798104 58 


1810316 1810378 50 


1816456 1816518 50 


1833270 1833324 58 


CCUG 13008 16S ribosomal RNA, 


112 


112 


112 


112 


112 


gi|219878338 


16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


gi|219878337 


16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


gi|219878329 
1809512 18109 


gi|219878325 


43828 16S ribosomal RNA, partial sequence 18156 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878313 


partial sequence 


scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacte 


Bifidobacterium. 
162376 Bacteria_16S 


1837807 1837861 58 


112 


gi|219878310 


intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 


intestinalis Bacteria; 
162376 Bacteria_16S 


Firmicutes; 
1839370 1839424 58 


Lactobacillales; 


112 


Lactobacillac 
gi| 219878309 


strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 18400 


Firmicutes; 
162376 Bacteria_16S 


strain M577-94 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


Firmicutes; 
162376 Bacteria_16S 
strain SE3104 16S 


162376 Bacteria_16S 


Lactobacillales; 


Lactobacillales; 


1844037 1844091 58 


1851620 1851674 58 


1852991 1853053 50 


Lactobacillaceae; 


112 


112 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


112 


Lactobacillus. 


gi| 219878306 
1843183 18446 


Isobaculum. 


gi| 219878301 
1850849 18521 
Rhodospiri 


gi|219878299 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 
Thermobifida. 


Nocardiopsaceae; 
162376 Bacteria_16S 
capitovis strain 


1856066 1856128 50 


CCUG 39779 16S ribosomal RNA, 


112 


Actin 


gi|219878297 


partial sequence 


capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacteriaceae; Corynebacterium. 


162376 Bacteria_16S 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


1859033 1859095 50 


Corynebacteriaceae; Corynebacterium. 


162376 Bacteria_16S 
halophila strain 


1886740 1886802 50 


112 


112 


gi| 219878295 
sequenc 
Actinomy 


gi|219878274 


DSM 44411 16S ribosomal RNA, partial sequence 


halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Pseudonocardiaceae; 
162376 Bacteria_16S 


Saccharomonospora. 


1925995 1926057 50 


112 


gi| 219878244 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequen 


albidoflavus Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 


162376 Bacteria_16S 
strain TMW 1.666 
Bacteria; Firmicutes; 
162376 Bacteria_16S 

auriscanis strain 


16S ribosomal RNA, 


1944284 1944338 58 


Lactobacillales; 
1953444 1953506 50 


Corynebacteriaceae; Corynebacterium. 


162376 Bacteria_16S 


anilini strain Anil 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 


Bacteria; 
162376 Bacteria_16S 
strain ATCC 15260 


162376 Bacteria_16S 
variabile strain 


1979182 1979244 50 


2016152 2016206 58 


2030998 2031060 50 


112 


complete sequence 
Lactobacillaceae; 


112 


112 


112 


112 


DSM 20132 16S ribosomal RNA, partial sequence 


sequence 
Desulfobacterales; 


Actinomy 


219878232 
19433 
Lactobac 
219878226 


gi 


gi 


CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomyce 


219878209 
19783 


gi 


gi|219878185 


16S ribosomal RNA, partial sequence 20153 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


Sphingomon 


gi|219878175 


variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacteriaceae; Corynebacterium. 


162376 Bacteria_16S 


2037087 2037149 50 


112 


gi|219878170 


simulans strain UCL553 16S ribosomal RNA, partial sequence 20362 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 
162376 Bacteria_16S 


2052701 2052763 50 


112 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 


ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 


ref|NR_025468.1| Gordonia westfalica 
89 Gordonia westfalica Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_025464.1| Kibdelosporangium 
46 1817129 Kibdelosporangium aridum 


Pseudonocardineae; Pseudonocardiaceae; 


ref|NR_025452.1| Bifidobacterium 
1832458 1833837 Bifidobacterium 
riales; Bifidobacteriaceae; 


ref|NR_025449.1| Lactobacillus 
1836949 1838461 Lactobacillus 
eae; Lactobacillus. 
ref|NR_025448.1| Lactobacillus hamsteri 


21 Lactobacillus 


ref|NR_025445.1 


ref|NR_025440.1 
llaceae; Roseosp 
ref|NR_025438.1 

1852181 185367 
omycetales; Stre 


ref|NR_025436.1 
1855266 185659 
ales; 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


ref|NR_025383.1 
ce 1925173 192664 
cetales; 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025365.1 
1952641 195404 
tales; 


ref |NR_025348.1 


ref|NR_025324.1 
adaceae. 
ref|NR_025314.1 

2030195 203163 
ales; 


ref |NR_025309.1 


gi|219878157 


elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 


ref |NR_025296.1 


hamsteri Bacteria; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
ira. 


Thermobifida 


5 Thermobifida 
ptosporangineae; 


Corynebacterium 


9 Corynebacterium 
Corynebacterineae; 


Corynebacterium 


1 Corynebacterium 
acterineae; 


Saccharomonospora 


1 Saccharomonospora 
rdineae; 


Amycolatopsis 


6 Amycolatopsis 
Pseudonocardineae; 


Lactobacillus frumenti 
acillus frumenti 


Corynebacterium 


7 Corynebacterium 
Corynebacterineae; 


Desulfobacterium 


26 1979852 Desulfobacterium anilini 
Desulfobacteraceae; 


Corynebacterium 


0 Corynebacterium 
Corynebacterineae; 


Corynebacterium 


84 2037751 Corynebacterium simulans 
nebacterineae; Corynebacteriaceae; 


Mycobacterium 


2051875 2053391 Mycobacterium 


Desulfobacterium. 
Caulobacter leidyia 
75 2016816 Caulobacter leidyia Bacteria; 


elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


162376 Bacteria_16S 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


162376 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


162376 Bacteria_16S 
rain 2554/91 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


162376 Bacteria_16S 


pinnipedii strain 
Bacteria; Actinob 


Mycobacterium; Mycobacte 
162376 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


162376 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


Mycobacterium. 


2077058 2077120 50 112 


eae; Propionibacterium. 
2083331 2083385 58 112 
ATCC 33200 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; 
2090792 2090854 50 112 


Mycobacterium. 
2112184 2112246 50 
6482 16 
acteria; 
r 


112 


2113609 2113663 58 
strain 


112 


2118219 2118273 58 112 
ribosomal RNA, partial sequence 


2128856 2128918 50 112 


partial 
Lactobacillaceae; Lactobacillus. 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
ium tuberculosis complex. 


US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


africanum strain ATCC 25 
africanum Bacteria; Acti 


420 16S ribosomal RNA, 


partial 
nobacteria; Actinobacteridae; Act 
Mycobacteriaceae; Mycobacterium; Mycobacterium 


162376 Bacteria_16S 


scrofulaceum strain ATCC 


Mycobacteriaceae; 
162376 Bacteria_16S 
tokaiense strain 
tokaiense Bacteria; 
Mycobacteriaceae; 
162376 Bacteria_16S 
poriferae strain 
poriferae Bacteria; 
Mycobacteriaceae; 
162376 Bacteria_16S 
strain ATCC 19422 


ATCC 27282 16S 
Acti 


ATCC 35087 16S 
Acti 


16S ribosomal 
Bacteria; Actinobacteria; 


2130334 2130396 50 112 


2131839 2131901 50 112 
ribosomal RNA, 


2133342 2133404 50 112 
ribosomal RNA, 


2134856 2134918 50 112 


Mycobacterium; Mycobacterium tuberculosis complex. 


162376 Bacteria_16S 
strain ATCC 51384 


162376 Bacteria_16S 


palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 


Pseudonocardiaceae; 
162376 Bacteria_16S 


strain MUP 1182 16S ribosomal RNA, 
Actinobacteria; Actinoba 


162376 Bacteria_16S 
strain YIM 90001 


162376 Bacteria_16S 


strain F829 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinoba 


162376 Bacteria_16S 


16S ribosomal 
Actinobacteria; Actinoba 


16S rib 
Actinobacteria; Actinoba 


2136373 2136435 50 112 


2139418 2139480 50 112 
ribosomal RNA, 


2148408 2148470 50 112 
2149990 2150052 50 112 
2161948 2162010 50 112 


2165048 2165110 50 112 


strain ATCC 927 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinoba 


162376 Bacteria_16S 


pleistocenium strain FTR 
pleistocenium Bacteria; 


162376 Bacteria_16S 


aetherivorans strain 10b 
aetherivorans Bacteria; 


Nocardiaceae; 
162376 Bacteria_16S 


viridans strain MPL-11 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Bacteria; Firmicutes; 


2169673 2169727 58 112 


Firmicutes; Lactobacillales; 
2174170 2174232 50 112 


2186347 2186401 58 112 


19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


partial 
nobacteria; Actinobacteridae; Act 
Mycobacterium. 


partial 
nobacteria; Actinobacteridae; Act 
Mycobacterium. 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 
partial 


Actinobacteria; Actinobacteridae; 
Amycolatopsis. 


Carnobacteriaceae; 


219878138 
sequence 


gi 


219878134 
sequence 


gi 


gi|219878129 


gi| 219857660 
219857659 


gi 


gi| 219857656 


2117441 2118882 Erythrobacter 
Sphingomonadales; 


219857649 
sequence 


gi 


tuberculosis complex. 


gi|219857648 


219857647 
sequence 


gi 


219857646 
sequence 


gi 


219857645 
21340 


gi 


219857644 
21355 


gi 


219857642 
sequence 


gi 


gi| 219857636 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterineae; 


gi| 219857635 


osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardineae; 


cteridae; Actinomycetales; Corynebacterineae; 


cteridae; Actinomycetales; Corynebacterineae; 
1 16S ribosomal RNA, partial sequence 
c312 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; 
Rhodococcus. 


sequence 
Actinomycetales; 


sequence 2112812 211429 


Erythrobacteraceae; 


ref|NR_025277.1 
2076251 207775 


ref|NR_025273.1 
2082477 208396 
ref|NR_025268.1 


2089993 209143 


ref |NR_025249.1 


ref |NR_025248.1 


Sphingomonadales 


Propionibacterium 
6 Propionibacterium 


Actinomycetales; Propionibacterineae; 


Lactobacillus 
3 Lactobacillus 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Mycobacterium 


2111381 2112761 Mycobacterium pinnipedii 


Corynebacterineae; Mycobacteriaceae; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


ref|NR_025245.1] Erythrobacter flavus 
flavus Bacteria; 
Erythrobacter. 
ref |NR_025238.1| Mycobacterium 


inomycetales; 


2128040 2129472 Mycobacterium 
Corynebacterineae; 


sequence 2129523 213098 
Actinomycetales; 


inomycetales; 


inomycetales; 


Corynebacterineae; 


Actinomycetales; 


ref |NR_025237.1 


Coryneb 


ref|NR_025236.1 
2131039 213248 
Corynebact 


ref|NR_025235.1 
2132540 213398 
Corynebact 


ref |NR_025234.1 
40 2135523 Mycoba 
M 


ref |NR_025233.1 
74 2137022 Mycoba 
Mycobacteri 
ref |NR_025231.1 

2138615 214004 
Pseu 


ref|NR_025225.1 
14 Mycobacterium 
Mycobacteri 


ref |NR_025224.1 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 

cterium brumae Bacteria; 

aceae; Mycobacterium. 
Amycolatopsis 

1 Amycolatopsis 

donocardineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 


Pseudonocardiaceae; Prauserella. 
gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
2161153 2162578 Nocardia caishijiensis Bacteria; 

Nocardiaceae; Nocardia. 
gi|219857625|ref|NR_025214.1| Mycobacterium marinum 
2164214 2165735 Mycobacterium marinum Bacteria; 

Mycobacteriaceae; Mycobacterium. 
gi|219857622|ref|NR_025211.1| Carnobacterium 

2168820 2170305 Carnobacterium 
Carnobacteriaceae; Carnobacterium. 
gi|219857619|ref|NR_025208.1| Rhodococcus 

2173451 2174859 Rhodococcus 

Actinomycetales; Corynebacterineae; 
gi|219857608|ref|NR_025197.1| Carnobacterium 
2185517 2186981 Carnobacterium viridans 
Carnobacterium. 


162376 Bacteria_16S 
maanshanensis str 


maanshanensis Bac 
Nocardiaceae; 


pantheris strain 


pantheris Bacteria; 
162376 Bacteria_16S 


strain NRCM 00-25 


indicus strain CI 


2195406 2195468 50 


2196960 2197014 58 


Firmicutes; 
2218086 2218148 50 


2224069 2224123 58 


Thermodesulfatator. 


162376 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


2231723 2231777 58 


2233246 2233308 50 


112 


112 


112 


112 


112 


gi 


gi 


complete 
Lactobac 
219857587 


gi 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
162376 Bacteria_16S 


gi 


Thermodesulfobacte 


gi 


in H2 16S ribosomal RNA, partial sequenc 
ae; Aquificales; Hydrogenothermaceae; 
162376 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
162376 Bacteria_16S 


strain ATCC 29178 
Firmicutes; 


hydrogeniphilum s 


hydrogeniphilum Bacteria; 
Thermodesulfobacterium. 
162376 Bacteria_16S 

strandjordii strain ATCC BAA-173 16S 


strandjordii Bact 
Tsukamurellaceae; 


162376 Bacteria_16S 


strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 


162376 Bacteria_16S 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
162376 Bacteria_16S 
sulfonivorans strain S1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


australiense stra 
australiense Bact 
Propionibacteriac 


162376 Bacteria_16S 


strain IMMIB D-15 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


162376 Bacteria_16S 


strain AS4.1521 1 


strain CCUG 30811 
Bacteria; Proteob 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


162376 Bacteria_16S 


strain JSS-26 16S 


strain CCUG 43179 
Bacteria; Firmicu 


2259206 2259260 58 


2262347 2262401 58 


2306339 2306401 50 


Tsukamurella. 
2324599 2324661 50 


2327613 2327675 50 


2350102 2350156 58 


2354668 2354730 50 


2359283 2359345 50 


eae; Propionibacterium. 
2383542 2383604 50 


2409413 2409475 50 


2438319 2438381 50 


2445977 2446031 58 


2458041 2458095 58 


2459534 2459588 58 


2465651 2465705 58 
16S ribosomal RNA, 
tes; Lactobacillales; 


Streptococcaceae; 


ribosomal 
eria; Actinobacteria; Actinobacteridae; 


92 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
162376 Bacteria_16S 
90002 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycetal 


Persephonella. 

112 gi|219857577|ref|NR_025165.1 
2232422 2233905 Gordon 

bacterineae; Gordoniacea 

112 gi|219857560|ref|NR_025148.1 
2258345 2259880 Strept 

Streptococcus. 

112 gi|219857558|ref|NR_025146.1 


112 
RNA, 


112 


112 


112 


112 


112 


Actinomycetales; Propio 

112 gi|219857471|ref|NR_025059.1 
sequence 2382752 2384208 Nocar 
bacterineae; Nocardiace 

112 gi|219857454|ref|NR_025042.1 


112 


bacterineae; Nocardiace 

112 gi|219857422|ref|NR_025010.1 
2445148 2446624 Alish 
Alteromonadales; Alteromonadaceae 
112 gi|219857411|ref|NR_024999.1 


112 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


112 


16S ribosomal RNA, partial sequence 
Lactobacillales; 
162376 Bacteria_16S 


Thermode 


gi 


gi 


4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


es; Corynebacterineae; C 
gi|219857511|ref|NR_025099.1 
77 Mycobacterium 


gi 


Rhizobiale 


gi 


DCB-M 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; 
162376 Bacteria_16S 
in LCDC-98A072 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 


Syntrophob 
219857488 


gi 


gi 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
162376 Bacteria_16S 
n JSS-54 16S ribosomal RNA, partial sequ 
ria; Proteobacteria; Alphaproteobacteria 


gi 


train SL6 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


219857602 
ain M712 16S ribosomal RNA, partial sequence 

teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
162376 Bacteria_16S 
LMG 21017 16S ribosomal RNA, 
Lactobacillales; 


219857601 
sequence 


219857583 


219857578 


219857525 
compl 


219857513 


219857494 


219857491 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
162376 Bacteria_16S 


219857410 


ref 


ND 


194621 21960 
Actinomycetales; 


ref 


i} 


196082 21976 
illaceae; 
ref 
ref 


riales; 


ref 


ref 
ete sequence 23055 
Actinomycetales; 


ref 


bacterineae; 
ref 


Ss; Hyphomicrobiaceae; H 


ref 
e 2353808 2355330 Desul 


ref 
1 sequence 2358483 23599 


e 2408577 2410105 Strep 
es; Streptosporangineae 


ref 


ence 2457264 24587 
; Sphingomonadales; Sph 


ref 


2458757 2460197 Sphingomonas 


Sphingomonadales; 


gi 


Sp 


hingomonadaceae; Sphing 


complete sequence 
Lactobacillaceae; 


219857406 


ref 


NR_025190.1 
Coryne 
NR_025189.1 
Lactobacillus. 
NR_025175.1 
2217272 2218741 Mycoba 
Mycobacteri 
NR_025171.1 


R29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermo 


15286 Bacteria; Thermodesulfobacteria; Thermodesulfobac 


NR_025166.1 
e 2230913 2232371 Persep 


sulfobacteriales; Thermo 
NR_025113.1 
Coryneb 


NR_025101.1 
2323867 2325209 Coryne 


Mycobacteri 
NR_025082.1 
ce 2349335 2350745 Hyphom 
NR_025079.1 


acterales; Syntrophaceae 
NR_025076.1 


NR_025017.1 
44 Nocardia beijingensis Bacteria; 


NR_024998.1 


3 


4 


1 


Y. 


£ 


5 
n 


d 
a 


t 


v 


a 


v 


0 
i 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Lactobacillus 
0 Lactobacillus 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 

Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Persephonella 
honella guaymasensis 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Streptococcus iniae 
ococcus iniae Bacteria; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 
Desulfomonile 
omonile limimaris 
; Desulfomonile. 

Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Nocardia beijingensis 


e; Nocardia. 
Alishewanella fetalis 


ewanella fetalis 


Alishewanella. 
Sphingopyxis 

6 Sphingopyxis 

ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 
omonas. 
NR_024994.1 


Lactobacillus mucosae 


2464763 2466330 Lactobacillus mucosae 


Lactobacillus. 


162376 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
16S 


strain DNP505 16S 


2497106 2497168 50 112 


2515420 2515474 58 112 


162376 Bacteria_ 


strain Z 16S ribo 
Clost 


Clostridia; 
162376 Bacteria_ 


frigidicarnis str 
frigidicarnis Bac 


162376 Bacteria_ 


strain ATCC 43186 


Firmicutes; 
162376 Bacteria_ 


strain FI-25796 1 


162376 Bacteria_ 


ridiales; 
16S 


Clostridiaceae; 
2569584 2569646 50 


teria; Firmicutes; 
16S 2589652 2589706 58 


Enterococcaceae; 


16S 2594313 2594375 50 


16S 2609629 2609691 50 


ain SPL77A 16S ribosomal RNA, 
Clostridia; 


thermoflava strai 
thermoflava Bacte 


Pseudonocardiaceae; Amycolatopsis. 


162376 Bacteria_ 


strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


162376 Bacteria_ 


strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


162376 Bacteria_ 


selangorensis str 
selangorensis Bac 


162376 Bacteria_ 


strain CIP 103464 


162376 Bacteria_ 


thomssenii strain 
thomssenii Bacter 


16S 2611202 2611264 50 


16S 2612729 2612791 50 


16S 2617485 2617539 58 


teria; 
16S 


Firmicutes; 
2640317 2640379 50 


Corynebacteriaceae; Corynebacterium. 


162376 Bacteria_ 


nitrophenolicus s 
nitrophenolicus B 


Nocardioidaceae; 
162376 Bacteria_ 


parasanguinis str 
parasanguinis ATCC 15912 Bacteria; 
162376 Bacteria_16S 


sanguinis strain 


2665944 2665998 58 


Firmicutes; 


112 


112 


16S ribosomal RNA, partial sequence 
Lactobacillales; 


112 


112 


112 


112 


112 


ain LMG 17710 16S ribosomal RNA, parti 
Lactobacillales; 


112 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


ain ATCC 15912 16S ribosomal RNA, partia 


112 


partial 
Clostri 


Enterococ 


Lactobac 


gi| 219857385 


2496307 24977 


gi|219857367 


somal RNA, partial sequence 2514611 2516064 Calor 
Caloramator. 


219857288 
sequence 
diales; 
219857275 


gi 


gi 


cus. 


gi| 219857272 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi] 219857259 


n N1165 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi|219857258 


gi| 219857257 


219857254 
al 


gi 


219857231 
26395 


gi 


Mycobacteri 
16S 2655475 2655537 50 112 gi|219857221|ref|NR_024849.1 
DSM 44276 16S ribosomal RNA, partial sequence 2654667 265613 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
16S 2656992 2657054 50 112 gi|219857219|ref|NR_024847.1 
train NSP 41 16S ribosomal RNA, partial sequence 2656189 265766 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Nocardioides. 
16S 2664382 2664436 58 112 gi|219857214|ref|NR_024842.1 


illales; Ss 


gi] 219857213 


cL 


25888 


Actinomyc 


sequenc 
Lactobacillaceae; 


1 sequence 2663526 26650 


ATCC 10556 16S ribosomal RNA, 


partial 


sequence 


sanguinis Bacteria; 


162376 Bacteria_16S 
43856 16S ribosomal RNA, partial sequence 266 
acteria; Actinobacteridae; Actinomycet 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora. 


162376 Bacteria_16S 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 


spinosa Bacteria; 
Pseudonocardiaceae; 


162376 Bacteria_16S 


strain JCM 3151 1 


Firmicutes; Lactobacillales; 
2667378 2667440 50 112 


2668893 2668955 50 112 


Saccharopolyspora. 


2670426 2670488 50 112 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


Streptoc 


occace 
219857212 
65 


gi 


ales; Ps 


gi|219857211 


inomycetal 


gi| 219857210 


6S ribosomal RNA, partial sequence 2669632 26710 
Streptosporang 


ae; St 


eudonocardineae; 


162376 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
162376 Bacteria_16S 


strain MS1-3 16S 


strain IFM 10088 


silvatica strain 


silvatica Bacteri 
Streptosporangiac 
162376 Bacteria_16S 


2677998 2678060 50 112 


2688497 2688559 50 112 


2690013 2690067 58 112 


2692959 2693021 50 112 


eae; Planotetraspora. 


2704979 2705033 58 


112 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
162376 Bacteria_16S 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; 
162376 Bacteria_16S 
TT 00-51 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 


Aquificace 


gi| 219857204 
2677198 26786 


219857197 
891 


gi 


gi| 219857196 
ae; 
219857193 
ence 
inomycet 


gi 


gi|219857185 


kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 


kitasatonis Bacteria; 


Firmicutes; 


Lactobacillales; 


Lactobacillace 


Hydrogen 


ref |NR_024973.1 


Nocardiace 
NR_024955.1 
amator coolhaas 


ref 


ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024906.1 


ref |NR_024903.1 
10 Mycobacterium 
Mycobacteri 
ref |NR_024890.1 
2608828 261032 
etales; 
ref |NR_024889.1 
Pseudonoca 
ref |NR_024888.1 
18 Amycolatopsis 
Pseudonocar 
ref |NR_024885.1 
e 2616635 261812 


ref |NR_024859.1 
12 2640976 Mycoba 


3 
treptococcaceae; 
ref|NR_024841.1 
4 
reptococcus. 
NR_024840.1 
99 2668066 Saccha 
Pp 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


ref |NR_024838.1 
87 Microbispora 
ineae; Streptosp 


ref|NR_024832.1 


Nocardiacea 
NR_024825.1 


ref 


Nocardiacea 
ref|NR_024824.1 
2689164 269065 
ivirga. 
ref|NR_024821.1 
2692168 269363 
ales; Streptospo 


ae; 


i 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


Rhodococcus. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Clostridium 
8 Clostridium 
ostridium. 
Enterococcus mundtii 


00 2590328 Enterococcus mundtii Bacteria; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Amycolatopsis 
2 Amycolatopsis 


Pseudonocardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
rdiaceae; 


Prauserella. 
Amycolatopsis alba 

alba Bacteria; 

diaceae; Amycolatopsis. 
Paralactobacillus 

9 Paralactobacillus 


Paralactobacillus. 


Mycobacterium alvei 

cterium alvei Bacteria; 

aceae; Mycobacterium. 
Corynebacterium 

8 Corynebacterium 

terineae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


ineae; 


Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 
rineae; 


e; Nocardia. 
Hydrogenivirga 
5 Hydrogenivirga 


Planotetraspora 
9 Planotetraspora 
rangineae; 


ref|NR_024813.1 
2704122 270562 
ae; Lactobacillu 


Lactobacillus 
7 Lactobacillus 
Ss. 


162376 Bacteria_16S 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


2719970 2720032 50 


Nocardiaceae; Nocardia. 


162376 Bacteria_16S 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
162376 Bacteria_16S 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 
nagasakiensis Bacteria; 


Nocardiaceae; 


Thermaerobacter. 


162376 Bacteria_16S 
strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Dietzia. 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; 


162376 Bacteria_16S 2 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 


2746942 2747004 50 


2757412 2757466 58 


Firmicutes; 


2767827 2767889 50 


2819130 2819192 50 


Planomonospora. 


Clostridia; 


112 


112 


112 


112 


112 


Clostridiales; 


219857175|ref 


gi 


219857156|ref 


gi 


219857148 |ref 


gi 


219857139|ref 


gi 


19856911 
sequence 


gi ref 


sequence 2719156 27206 
Actinomycetales; 


2746146 27474 
Actinomycetales; 


sequence 2756546 27580 
Clostr 


sequence 2767023 27685 
Actinomycetales; C 


2818334 28197 
Actinomycetales; 


NR_024803.1 


NR_024784.1 


NR_024776.1 


NR_024767.1 


NR_024732.1 


Nocardia 


54 Nocardia 
Corynebacterineae; 


Rhodococcus 


93 Rhodococcus 
Corynebacterineae; 


Thermaerobacter 


56 Thermaerobacter 
idiales Family XVII. 


Incertae 


Dietzia 


05 Dietzia 
orynebacterineae; 


Planomonospora 


77 Planomonospora 
Streptosporangineae; 


Sedis; 


162376 Bacteria_16S 


strain JCM 3166 1 


Planobispora. 


162376 Bacteria_16S 
subterraneus stra 


Proteobacteria; 


Thermaerobacter. 


162376 Bacteria_16S 


strain SJS0289-JS 


vitulinus strain 


vitulinus Bacteria; 
162376 Bacteria_16S 


G 


2820623 2820685 50 112 


2823668 2823722 58 112 


2834272 2834334 50 112 


2892842 2892896 58 112 


2904982 2905036 58 112 


Firmicutes; Clostridia; 


2906485 2906547 50 112 


2908057 2908111 58 112 
ATCC 51145 16S ribosomal RNA, 
Firmicutes; Bacillales; 


2909603 2909657 58 112 


gi 


Streptosporangineae; 


gi 


Aquificaceae; 


gi 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
162376 Bacteria_16S 
strain S-1 16S ribosomal RNA, partial sequence 


gi 


219856910 


6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219856908 


in HGP1 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; 
162376 Bacteria_16S 
strain MK703-102F 


219856901 
28334 


219856861 


2892009 28935 


ammaproteobacteria; Vibrionales; Vibrionaceae; 
162376 Bacteria_16S 
marianensis strai 
marianensis Bacteria; 


gi 


gi 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
162376 Bacteria_16S 


gi 


partial 
Staphylococcus. 


gi 


219856853 


n 7p75a 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clos 


219856852 
29056 


219856851 
sequence 


219856850 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


pasteuri Bacteria; 
162376 Bacteria_16S 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial 
lugdunensis Bacteria; 
162376 Bacteria_16S 


strain ATCC 43959 
Bacteria; 


strain ATCC 35538 
Bacteria; 


Firmicutes; 
162376 Bacteria_16S 


Firmicutes; 
162376 Bacteria_16S 


Firmicutes; Bacillales; 
2911147 2911201 58 112 
Firmicutes; Bacillales; 
2912689 2912743 58 112 
16S 
Bacillales; Staphylococcus. 
2915776 2915830 58 112 
16S 
Bacillales; Staphylococcus. 
2917318 2917372 58 112 


Staphylococcus. 


gi 


gi 


ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 


gi 


219856849 
sequence 


Staphylococcus. 


219856848 
29118 


219856846 
29149 


219856845 


arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 


arlettae Bacteria; 
162376 Bacteria_16S 


strain GTC848 16S 
Firmicutes; 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


162376 Bacteria_16S 


IFO 16102 16S rib 


162376 Bacteria_16S 


Lactobacillales; 
162376 Bacteria_16S 
in IFO 14455 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


Firmicutes; Bacillales; 
2924953 2925007 58 112 

ribosomal RNA, partial sequence 
Streptococcaceae; 
2938337 2938399 50 112 


Actinoalloteichus. 
2939863 2939917 58 
osomal RNA, partial sequence 


e; 
112 


2946001 2946054 58 112 


Staphylococcus. 


gi 


219856840 


2924131 29254 


gi 


gi 


Streptococcus. 


219856831 
sequence 
Actinomy 


219856830 


2939058 29405 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


gi 


219856826 


Hydrogenobacter. 


ref|NR_024731.1 
70 Planobispora 
Streptosp 


ref |NR_024729.1 
2822817 282431 


ref |NR_024722.1 
66 2834941 Nocard 
Nocardiacea 


ref|NR_024680.1 


ref |NR_024672.1 

2904128 290561 
tridiales Family 
ref |NR_024671.1 
eae; 
ref |NR_024670.1 

2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref|NR_024659.1 
69 Streptococcus 


ref|NR_024650.1 
cetales; 
ref|NR_024649.1 


eae; 
ref 


NR_024645.1 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacte 


ria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


Planobispora rosea 


rosea Bacteria; 
orangiaceae; 


Hydrogenobacter 


3 Hydrogenobacter 


Nocardia vinacea 


ia vinacea Bacteria; 
e; 


Nocardia. 
Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
Vibrio. 


Thermaerobacter 


5 Thermaerobacter 
Incertae Sedis; 


XVII. 


Williamsia maris 


66 2907143 Williamsia maris Bacteria; 
Williamsiaceae; 


Williamsia. 
Staphylococcus 


0 Staphylococcus 


Staphylococcus 


4 Staphylococcus 


Staphylococcus 


6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 


9 Staphylococcus 


Streptococcus peroris 
peroris Bacteria; 


Actinoalloteichus 


2937540 2939007 Actinoalloteichus 
Pseudonocardineae; 


Lentzea albida strain 
28 Lentzea albida Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Lactobacillus 


2945130 2946678 Lactobacillus 


Lactobacillus. 


162376 Bacteria_16S 
bosomal RNA, partial sequence 
Streptococcaceae; 


strain 176 16S ri 
Firmicutes; 


strain S37 16S ri 


strain 10.268-1 1 


Nocardiaceae; Rho 


162376 Bacteria_16S 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
162376 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


162376 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


162376 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
162376 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


162376 Bacteria_16S 
1789-79 16S ribosomal RNA, partial sequ 
Lactobacillales; 


raffinosus strain 
raffinosus Bacter 


162376 Bacteria_16S 


strain HKI 0136 1 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


162376 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


162376 Bacteria_16S 
riegelii strain DMMZ 241 


riegelii Bacteria 
Corynebacteriacea 


162376 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


162376 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


162376 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


162376 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


162376 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


162376 Bacteria_16S 
kuznetsovii strain DSM 6 


kuznetsovii DSM 6 


162376 Bacteria_16S 


strain YH-15 16S 
Firmicutes; 


Lactobacillales; 
162376 Bacteria_16S 


Lactobacilla 


2962528 2962582 58 


2965564 2965618 58 


2985434 2985496 50 


2986956 2987018 50 


dococcus. 
2988482 2988544 50 


3009788 3009842 58 


Firmicutes; 
3018771 3018825 58 
RNA, partial sequence 
Thermales; 
3020294 3020348 58 


ia; 


mal 
ci; 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


Thermaceae; 


112 


112 


Sphingomonadales; 


112 


112 


112 


112 


112 


3017969 3019430 Thermus o 


Thermus. 
112 


ribosomal RNA, partial sequence 


Deinococci; 
3023342 3023404 50 


donia. 
3024880 3024934 58 


Firmicutes; 
3040070 3040132 50 


ia; 


3097492 3097554 50 


e; Corynebacterium. 

3112350 3112404 58 
11383 1 
acteria; 
3120013 3120075 50 


Corynebacterium. 
3124519 3124573 58 

ain DSM 

teria; 


e; 


3126008 3126062 58 
in DSM 
eria; P 
3128965 3129019 58 
n IFAM 
ria; 


3142452 3142506 58 
S ribos 
lales; 

3148449 3148511 50 
51 16S 
acteria; 


3156191 3156253 50 
115 16S 
115 Bacteria; Firmicutes; 
3165295 3165349 58 

ribosomal RNA, 
les; 


162376 Bacteria_16S 


3175917 3175979 50 


Thermales; 


ribosomal RNA, partial 


ribosomal RNA, 


112 


s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobacter 


112 


112 


112 


; Actinobacteria; Actinobacteridae; Ac 


112 


6S ribosomal RNA, partial sequenc 
Deltaproteobacteria; 


112 


112 


1869 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobacter 


112 


5458 16S ribosomal RNA, partial 
roteobacteria; Alphaproteobacte 


112 


KB-677 16S ribosomal RNA, parti 
Proteobacteria; Alphaproteobacter 


112 


omal RNA, partial sequence 
Bacillales Family XI. 


112 


112 


112 


partial sequence 
Lactobacillaceae; 


112 


Enteroc 


Desulfob 


Incertae 


sequence 
Actinobacteridae; Actinomycet 


partial 
Clostridia; 


Lactobac 


gi|219856815 


2961676 29631 
Streptoc 


occus. 


gi| 219856812 


2964771 29662 
Sphingomon 


gi| 219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
162376 Bacteria_16S 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, p 
wratislaviensis Bacteria; Actinobacteria; Actinobacteri 


gi|219846932 
dae; 


gi| 219846931 


gi|219846917 


TV1018 16S ribosomal RNA, partial sequence 


Lactobacillales; Lactobacillaceae; 


gi|219846911 


gi| 219846910 


3019481 30209 
Thermaceae; 


Thermus. 
219846908 
1 


gi 


219846907 
ence 


gi 


gi|219846896 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
162376 Bacteria_16S 
MMZ 2439 16S ribosomal RNA, partial sequence 
nomyceta 


gi|219846857 


ti 
219846847 
e 31115 


acterales; 
219846842 


gi 


gi 


5 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Ac 


219846839 
1 


gi 
ia; Rhiz 


219846838 
sequence 
ria; 


gi 


219846836 
al sequenc 


ia; 


gi 


gi|219846827 
3141609 31431 
Sedis; 
219846823 
31476 


gi 


ales; 
219846818 
sequence 
Clostridia 
gi|219846812 
3164429 31659 
illus. 
219846804 


gi 


gi 


mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 


artial sequenc 
Actinomyc 


sequence 
idae; Ac 


occaceae; 


tinomyceta 


sequence 


Rhizobial 


Rhizob 


Corynebacterineae; 


ref|NR_024634.1 
71 Streptococcus 
ref|NR_024631.1 


adac 
ref 


eae; 
NR_026525.1 


ref|NR_026524.1 
e 298615 
etales; 
ref |NR_026523.1 
Gordoniace 
ref|NR_026509.1 
3008942 301036 
Lactobacillu 
ref|NR_026503.1 
shimai Bacte 


ref |NR_026502.1 


ref|NR_026500.1 
3022528 302398 
tinomycetales; C 


ref|NR_026499.1 
3024035 302545 
Enterococcus. 
NR_026488.1 


v 
ref 


Gordoniacea 
ref |NR_026449.1 

3096668 309807 
les; Corynebacte 


ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026434.1 

3119211 312059 
les; Corynebacte 
ref|NR_026431.1 
123738 312518 
obiales; Hyphomi 


Ww 


ref|NR_026430.1 
125234 312665 


es; Hyphomic 


w 


28.1 
1 
xr 


ref|NR_0264 
e 3128192 31296 
iales; Hyphomic 


ref|NR_026419.1 


ref|NR_026415.1 
42 3149116 Coryne 
Cc 


ref 
3 


NR_026410.1 
155325 315690 
les; Peptococcac 
ref|NR_026404.1 
45 Lactobacillus 


ae; 


Streptococcus porcinus 
porcinus Bacteria; 


Sphingopyxis chilensis 


22 Sphingopyxis chilensis Bacteria; 
Sphingopyxis. 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
Nocardiaceae; 


Nocardia. 
Rhodococcus 
6 2987629 Rhodococcus 


Corynebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


Skermania. 
Lactobacillus 
2 Lactobacillus 


n 


Thermus oshimai strain 
ria; Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Enterococcus 
9 Enterococcus 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 

Corynebacterium 
1 Corynebacterium 
rineae; 


Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Corynebacterium 

3 Corynebacterium 
rineae; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
6 Hyphomicrobium 


obiaceae; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


ref|NR_026396.1 
3175122 317658 


Corynebacterium 
0 Corynebacterium 


mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


162376 Bacteria_16S 3179014 3179076 50 112 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

162376 Bacteria_16S 3198897 3198951 58 112 gi|219846789|ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

162376 Bacteria_16S 3200431 3200493 50 112 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

162376 Bacteria_16S 3206332 3206394 50 112 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

162376 Bacteria_16S 3207857 3207919 50 112 gi| 219846783 |ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

162376 Bacteria_16S 3213830 3213892 50 112 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

162376 Bacteria_16S 3215353 3215415 50 112 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

162376 Bacteria_16S 3216914 3216968 58 112 gi| 219846776 |ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

162376 Bacteria_16S 3227511 3227565 58 112 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

162376 Bacteria_16S 3241172 3241226 58 112 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

162376 Bacteria_16S 3245827 3245881 58 112 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 

162376 Bacteria_16S 3251670 3251732 50 112 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

162376 Bacteria_16S 3263718 3263772 58 112 gi|219846745|ref|NR_026337.1| Pedomicrobium 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 


australicum Bacte 


162376 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


strain DSM 4864 1 
Firmicutes; Lacto 


strain BN6 16S ri 
Proteobacteria; A 


162376 Bacteria_16S 


strain DSM 44140 


strain DSM 44183 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


3304907 3304961 58 


Lactobacillaceae; 
3306447 3306501 58 


Lactobacillaceae; 
3312333 3312387 58 


lphaproteobacteria; 
3321479 3321541 50 
3336643 3336705 50 


3338152 3338214 50 


Mycobacterium. 


162376 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 


3339664 3339726 50 


ria; Proteobacteria; Alphaproteobacter 
112 
6S ribosomal RNA, partial sequence 3304055 33055 
bacillales; 
162376 Bacteria_16S 112 
6S ribosomal RNA, partial sequence 3305595 33071 
bacillales; 
162376 Bacteria_16S 112 
bosomal RNA, partial sequence 
Sphingomonadales; 
112 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 112 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 112 
ain DSM 43528 16S ribosomal RNA, parti 


teria; Actinobacteria; Actinobacterida 


112 


ia; Rhizob 
gi|219846718 
illus. 

219846717 


Lactobac 
gi 


Lactobacillus. 

gi| 219846712 
3311548 33129 
Sphingomon 
219846705 


gi 


nebacterin 
gi|219846694 
nebacterin 
219846693 
al sequenc 
e; Actinom 


gi 


gi|219846692 


iales; Hyphomicr 
ref |NR_026310.1 
44 Lactobacillus 


ref |NR_026309.1 
06 Lactobacillus 
ref |NR_026304.1 


adac 
ref 


eae; Sphingo 
NR_026297.1 


eae; Gordoniacea 
ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026285.1 
e 3337354 333881 
ycetales; Coryne 


ref 


obiaceae; Pedomicrobium. 
Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 

3 Mycobacterium 
bacterineae; 


NR_026284.1 
333886 


Mycobacterium 
4 3340325 Mycobacterium 


austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


162376 Bacteria_16S 


halophilus strain 
halophilus Bacter 


162376 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


162376 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


162376 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


162376 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


162376 Bacteria_16S 


strain DZZM 328 1 


Corynebacterium. 


162376 Bacteria_16S 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 


strain DSM 4954 1 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


162376 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


162376 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


162376 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


162376 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


162376 Bacteria_16S 


strain Milford 74 
Proteobacteria; G 


162376 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; G 


162376 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; G 


162376 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


162376 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


162376 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


162376 Bacteria_16S 


strain NS 16S rib 
Proteobacteria; G 


162376 Bacteria_16S 


strain ATCC 35912 
Bacteria; Proteob 


162376 Bacteria_16S 


3361235 3361289 58 112 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3365842 3365896 58 112 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3368794 3368856 50 112 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3379430 3379484 58 112 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


e; 


Fi 


Ac 


a; 


3380952 3381014 50 112 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3436218 3436280 50 112 gi 


al 


3474258 3474320 50 
16S ribosomal RNA, 


112 gi 
complete sequence 
ne 


3475781 3475843 50 112 


gi 
ne 
3477307 3477369 50 112 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 
3492536 3492598 50 112 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 
3494083 3494145 50 112 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 
3524252 3524314 50 112 gi 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 
3551919 3551973 58 112 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3558167 3558221 58 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3559647 3559701 58 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3561162 3561216 58 112 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3562683 3562737 58 112 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteob 
3564168 3564222 58 112 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3565648 3565702 58 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3567154 3567208 58 112 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3568660 3568714 58 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 


al 
e; 


se 


se 
Ac 


v 
e; 


ti 
gi 


Ca 


on 


on 


on 


se 
ac 


on 


on 


le 


se 


se 


eq 


ne 


id 


eq 


219846676 
quence 
Marinoc 
219846673 
ti 


al 


219846663 
uence 
Desulfo 


219846662 


es; 


219846619 
6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


219846593 


219846581 
quence 


ae; 


219846580 
quence 
tinomyce 


219846560 
uence 
nomyceta 


219846542 
3551089 35526 
loramato 
219846537 


219846532 


Ss; 


3608313 3608375 50 112 gi 


219846500 


diales; 
219846671 
quence 
tinomyce 


bacterin 


bacterin 
219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 


bacterin 
219846591 

sequenc 
Actinomycet 


aceae; 
219846536 


aceae; 
219846535 
3560299 35617 
aceae; 
219846534 
quence 

teria; V 
219846533 
3563299 3564734 Vibri 


aceae; 
219846531 
3566301 35677 
aceae; 
219846530 


seque 


33801 
Cory 


34734 


Acti 


35572 
Vv 


35587 
Vv 


Vv 


35647 
Vv 
Vv 


35678 
Vibri 


NR_026268.1 
3360383 336190 
occus. 
ref|NR_026265.1 
nce 336503 
Clostridiaceae; 
ref |NR_026263.1 

3368004 336944 
tales; Streptosp 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026211.1 
eae; Corynebacte 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026184.1 


eae; Nocardiacea 
ref |NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_026173.1 
3491744 349320 
nomycetales; Cor 


ref|NR_026172.1 
3493260 349458 
tales; Pseudonoc 


ref|NR_026152.1 

3523483 352488 
les; Pseudonocar 
ref|NR_026134.1 
ES 
ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


ibrio. 
ref|NR_026126.1 

3561815 356324 
ibrionales; Vibr 
ref|NR_026125.1 
o nereis Bacteri 


ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref|NR_026123.1 


ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio 


hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 


Marinococcus 
2 Marinococcus 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Streptosporangium 
8 Streptosporangium 
orangineae; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Saccharopolyspora 
4 Saccharopolyspora 


dineae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


ref|NR_026092.1 
3607525 360892 


Mycobacterium 
0 Mycobacterium 


hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
162376 Bacteria_16S 3617396 3617458 50 
komossense strain 


Mycobacterium. 


162376 Bacteria_16S 3624526 3624588 50 


strain 3015 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


162376 Bacteria_16S 3632340 3632394 58 


strain Dfrl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
162376 Bacteria_16S 
strain ATCC 43910 


3636816 3636878 50 


112 


Ko2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


112 


112 


Deltaproteobacteria; Desulfuromonadales; 


112 


16S ribosomal RNA, partial sequence 


219846494 
36165 


gi 


gi| 219846489 
3623734 36252 


gi|219846484 
3631486 36329 


219846481 
36360 


gi 


Cory 


Geobacte 


ref 
66 3618027 Mycobacterium komossense 
nebacterineae; Mycobacteriaceae; 
ref 
17 Mycobacterium 
eae; 
ref 
60 Geobacter bremensis Bacteria; 
raceae; 
ref 
02 3637503 Mycoba 


NR_026086.1 


NR_026081.1 


Mycobacteri 
NR_026076.1 


Geobacte 
NR_026073.1 


Mycobacterium 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Geobacter bremensis 


a 
Mycobacterium duvalii 
cterium duvalii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

162376 Bacteria_16S 3664409 3664471 50 112 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

162376 Bacteria_16S 3678154 3678208 58 112 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

162376 Bacteria_16S 3706705 3706759 58 112 gi|219846432|ref|NR_026023.1| Prosthecobacter 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosthecobacter debontii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
162376 Bacteria_16S 3709742 3709796 58 112 gi|219846430|ref|NR_026021.1| Prosthecobacter 
dejongeii strain FC1 16S ribosomal RNA, partial sequence 3708907 3710374 Prosthecobacter dejongeii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
162376 Bacteria_16S 3711246 3711308 50 112 gi| 219846429 |ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

162376 Bacteria_16S 3720216 3720278 50 112 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

162376 Bacteria_16S 3721756 3721818 50 112 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

162376 Bacteria_16S 3735009 3735071 50 112 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

162376 Bacteria_16S 3740859 3740921 50 T12 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

162376 Bacteria_16S 3742323 3742385 50 112 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

162376 Bacteria_16S 3845070 3845124 58 112 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 3845697 Staphylococcus warneri Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

162376 Bacteria_16S 3872296 3872350 58 112 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

162376 Bacteria_16S 3873883 3873937 58 it? gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

162376 Bacteria_16S 3878491 3878545 58 112 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

162376 Bacteria_16S 3901590 3901652 50 112 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

162376 Bacteria_16S 3995422 3995476 58 112 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 


Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 3996913 3996967 58 


Sphingomonadales; 


112 


Erythrobac 


gi| 219846227 


seohaensis strain SW-135 16S ribosomal RNA, partial sequence 


teraceae; 
ref 


Erythr 


obacter. 


NR_025817.1 
3996136 399757 


Erythrobacter 
9 Erythrobacter 


seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Erythrobacter. 


162376 Bacteria_16S 
donghaensis strai 
donghaensis Bacte 


Porphyrobacter. 


162376 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 


Sphingopyxis. 


162376 Bacteria_16S 
lipolyticum strai 
Proteob 
162376 Bacteria_16S 


Bacteria; 


strain NRRL B-163 


Bacteria; Actinob 
162376 Bacteria_16S 


strain NRRL B-161 


Bacteria; Actinob 
162376 Bacteria_16S 
lechevalierae str 


lechevalierae Bac 
Glycomycetaceae; 


162376 Bacteria_16S 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
162376 Bacteria_16S 
LTA-388 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 


aquimaris strain 
Bacteria; Proteob 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


162376 Bacteria_16S 
rain K22-03 16S ribosomal RNA, partial 


stackebrandtii st 
stackebrandtii Ba 


162376 Bacteria_16S 


HDS1-1 16S riboso 
Gammaproteobacter 


strain JC2056 16S 
nebraskense strai 


nebraskense Bacte 
Mycobacteriaceae; 


162376 Bacteria_16S 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


162376 Bacteria_16S 


strain AS 4.1860 


phenolicus strain 
phenolicus Bacter 


162376 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


3998407 3998461 58 


4001329 4001383 58 


4002880 4002934 58 


4031677 4031739 50 


4033227 4033289 50 


4034781 4034843 50 


Glycomyces. 
4036284 4036338 58 


4039256 4039318 50 


Mycobacterium. 
4043813 4043867 58 


cteria; Firmicutes; 
4046847 4046901 58 
mal RNA, partial sequence 


4049871 4049933 50 


4063301 4063363 50 


Mycobacterium. 
4073908 4073970 50 


Mycobacterium. 
4075397 4075459 50 


4078489 4078551 50 

LR7.2 16S ribosomal RNA, 
ia; Firmicutes; 
4104072 4104126 58 


mal RNA, partial sequence 


4186835 4186889 58 


27 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycet 


53 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycet 


n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


SW-151 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Alphaproteobacteri 


n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; 


ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


ia; Vibrionales; Vibrionaceae; Vibrio. 
162376 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
162376 Bacteria_16S 
n UNMC-MY1349 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 4074613 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 


ia; Vibrionales; Vibrionaceae; Vibrio. 
162376 Bacteria_16S 


strain G3-29 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
162376 Bacteria_16S 
algeriensis strain SA 233 16S ribosomal RNA, partial se 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnematace 


162376 Bacteria_16S 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16 
Desulfotomaculum thermobenzoicum subsp. 


Clostridiales; Pe 


162376 Bacteria_16S 
strain M175 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 
strain SS 1019 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 


4210966 4211020 58 


Saccharothrix. 
4230741 4230803 50 


ae; 


ptococcaceae; 
4233763 4233825 50 


31225 31262 75 


112 


112 


Fackl 


112 gi|219846226|ref|NR_025816.1 
quence 3997630 399906 
ia; Sphingomonadales; Eryt 

112 gi|219846224|ref|NR_025814.1 

nce 4000552 400199 
a; Sphingomonadales; Sphin 

112 gi|219846223|ref|NR_025813.1 

nce 4002046 4003543 Photob 

Vibrionales; Vibrionaceae; Photoba 

112 gi|219846202|ref|NR_025792.1 
sequence 40308 

ales; Glycomycineae; Glyco: 

112 gi|219846201|ref|NR_025791.1 
sequence 40324 

ales; Glycomycineae; Glyco: 

112 gi|219846200|ref|NR_025790.1 
rtial sequence 403395 
e; Actinomycetales; 

112 gi|219846199|ref|NR_025789.1 
ence 4035507 4036950 Erythr 

Sphingomonadales; Erythrobacterace 

112 gi| 219846197 |ref|NR_025787.1 
quence 4038441 403994 
Actinomycetales; Corynebac 

112 gi|219846191|ref|NR_025781.1 

sequence 4042976 404443 
Bacillales; Planococcaceae; Planococcus. 

112 gi|219846189|ref|NR_025779.1 

4045996 4047515 Vibrio ezurae Bacteri 

112 gi| 219846187 |ref|NR_025777.1 

4049074 4050453 Nocardioides 
ionibacterineae; Nocardioi 

112 gi| 219846177 |ref|NR_025767.1 

complete sequence 4062487 406399 
Actinomycetales; Coryneba 

112 gi|219846170|ref|NR_025760.1 
1 sequence 4073095 407456 
idae; Actinomycetales; Cor 

112 gi|219846169|ref|NR_025759.1 

760 
nebacterineae; Nocardiacea 
112 gi| 219846167 |ref|NR_025757.1 
complete sequence 4077655 407918 
Clostridia; Clostridiales; Peptococcaceae; Crypt 

112 gi|219846150|ref|NR_025740.1 

4103238 4104753 Vibrio gallicus Bacte 

112 gi| 219846085 |ref|NR_025675.1 

4186000 41874 
onaceae; Vibrio. 

112 gi|219846068|ref|NR_025658.1 
quence 4210162 421159 
Actinomycetales; Pseudono 

112 gi| 219846048 |ref|NR_025638.1 
S ribosomal RNA, partial s 


gi|219846046 
4232932 42344 
nebacterin 
gi| 265679043 
30363 31864 
amia. 


ref|NR_025636.1 
22 Mycobacterium 
eae; Mycobacteri 


Sphingomonadales; Erythrobacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Photobacterium 
acterium lipolyticum 
cterium. 

Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Glycomycineae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Mycobacterium 

7 Mycobacterium 

terineae; 


Planococcus 
9 Planococcus 


Vibrio ezurae strain 
a; Proteobacteria; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Mycobacterium 

2 Mycobacterium 
cterineae; 


Mycobacterium 
2 Mycobacterium 


ynebacterineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Cryptanaerobacter 

3 Cryptanaerobacter 
anaerobacter. 

Vibrio gallicus strain 
ria; Proteobacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Desulfotomaculum 
equence 4229850 4231400 


thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Desulfotomaculum. 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 


ref |NR_029351.1 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


162376 Bacteria_16S 


collagenovorans s 
collagenovorans B 


162376 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


162376 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


162376 Bacteria_16S 
ain P 1 16S ribosomal RNA, 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


162376 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


162376 Bacteria_16S 


strain A3 16S rib 
Proteobacteria; A 


162376 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


162376 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


162376 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


162376 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


162376 Bacteria_16S 


strain DSS-3 16S 


strain NCTC 13004 
Bacteria; Proteob 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


162376 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


ATCC 49176 strain 
ATCC 49176 Bacter 


strain LB37 16S r 
Fusobacteria; Fus 


strain LB23 16S r 
Fusobacteria; Fus 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


162376 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


strain 534-30 16S 
Planctomycetes; P 


teria; 


ia; 
162376 Bacteria_16S 


obacteriales; 
162376 Bacteria_16S 


obacteriales; 
162376 Bacteria_16S 
M 11690 16S ribosomal RNA, partial seq 
Sphingobacteria; 


187631 187676 67 


acteria; Firmicutes; 


216887 216924 75 


218462 218499 75 
n Mu 290 16S ribosomal 


233531 233576 67 


262455 262508 61 
teria; Actinobacteria; 


Rubrobacter. 
350713 350758 67 


Proteobacteria; 


930183 930228 67 


971937 971982 67 


1270404 1270441 75 
Proteobacteria; 


1271861 1271898 75 
1 RNA partial sequence 
Desulfobacterales; 

1511133 1511177 68 


Firmicutes; 
1566788 1566825 75 


ibosomal RNA, partial sequence 
Fusobacteriaceae; 


1568323 1568360 75 


ibosomal RNA, partial sequence 
Fusobacteriaceae; 


1714687 1714720 79 
Bacteroidetes; 
1783007 1783044 75 


Fusobacteriales; 
2011750 2011787 75 


2142401 2142434 79 


GIFU 12707 16S ribosomal RNA, 
ia; 
162376 Bacteria_16S 


112 


112 


ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
162376 Bacteria_16S 


112 
RNA, 


112 


114 


112 


Deltaproteobact 


112 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
162376 Bacteria_16S 


hodobacteraceae; Ruegeria. 

112 gi|265678396|ref|NR_028698.1 
971100 972566 Campyl 

; Campylobacterales; Campylobacter 
112 gi|219846400|ref|NR_025991.1 
partial sequence 1269526 127096 
ia; Desulfobacterales; Des 

112 gi|219846399|ref|NR_025990.1 
1271016 1272493 Desulfonema magnum Ba 


Desulfobacterac 


112 


112 


ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
162376 Bacteria_16S 


gi 


train SG 16S ribosomal RNA, partial se 
Clostridia; 


gi 


gi 


complete s 
ria; Planctomycetes; Planctomycetacia; 


gi 


n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


gi 


complete se 
Rubrobacteridae 


gi 


gi 


929371 93083 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria 
162376 Bacteria_16S 
n Tokyo 01 16S ribosomal RNA, 


ria; Deltaproteobacter 


gi 


complet 
Lactobacillales; Aeroc 


gi 


1565947 15674 


16S ribosomal RNA, partial sequence 
teria; 
162376 Bacteria_16S 


Clost 


265678938 

quence 

ridiales; 
265678918 


216053 21755 


somal RNA, partial sequence 349928 351312 Parac 


eria; 


265678425 


eae; 
219846273 
e 
occaceae; 

219846058 


Desu 


Desul 


sequence 


ref |NR_029246.1 

186799 188298 
Clostridiaceae; 
ref |NR_029226.1 


occus kocurii Ba 


lfobacterales; D 


ref|NR_028727.1 


fonema. 
ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref|NR_025648.1 
31 Leptotrichia 


Clostridium 
Clostridium 
Clostridium. 
Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


nctomycetaceae; Blastopirellula. 
265678917 |ref|NR_029225.1| Planctomyces 
equence 217606 219133 Planctomyces 
Planctomycetales; Planctomycetaceae; 
265678907 |ref|NR_029215.1| Rhodobacter 
uence 232719 234184 Rhodobacter 
ia; Rhodobacterales; Rhodobacteraceae; 
265678885 |ref|NR_029191.1]| Rubrobacter 
quence 261591 263140 Rubrobacter 
; Rubrobacterales; Rubrobacterineae; 
265678824 |ref|NR_029129.1| Paracoccus kocurii 


cteria; Proteobacteria; 


ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

365507 365552 67 112 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
osomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

687222 687259 75 112 gi|265678591|ref|NR_028896.1| Desulfosarcina 
80 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 

694891 694928 75 112 gi| 265678586 |ref|NR_028891.1| Planctomyces 
in DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 

869168 869205 75 112 gi|265678466|ref|NR_028769.1| Leptotrichia 

"WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
ia; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

906995 907056 51 112 gi|265678440|ref|NR_028742.1| Desulforhopalus 
ain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


esulfobulbaceae; 


Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Campylobacter lanienae 
obacter lanienae 

aceae; Campylobacter. 
Desulfonema 

5 Desulfonema 
ulfobacteraceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Sneathia sanguinegens 
ia sanguinegens 


Planctomyces maris 


maris Bacteria; 


es. 


Leptotrichia. 
112 gi| 219846057 |ref|NR_025647.1 
1567482 1568967 Leptotrichia 
Leptotrichia. 
112 gi| 219878398 |ref|NR_025537.1 
uence 1713828 171532 
Sphingobacteriales; Sphingobact 
112 gi| 219878348 |ref|NR_025487.1 
1782175 1783536 Sneath 
Fusobacteriaceae; Sneathia. 
112 gi| 219878188 |ref|NR_025327.1 
2010901 2012404 Planctomyces 
nctomycetaceae; Planctomyc 
112 gi|219857640|ref|NR_025229.1 
2141553 214301 


skagerrakense strain D30 16S ribosomal RNA, partial sequence 


skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; 


Flavobact 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 


162376 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


162376 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


162376 Bacteria_16S 


nitritogenes stra 
nitritogenes Bact 


162376 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; Clost 


162376 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


162376 Bacteria_16S 


strain Nl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
162376 Bacteria_16S 
n RHM5 16S ribosomal RNA, partial sequ 
Lachno 


lentocellum strai 
Bacteria; Firmicu 


162376 Bacteria_16S 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


162376 Bacteria_16S 


strain E-37 16S r 


stercoraria strai 
stercoraria Bacte 


162376 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


162376 Bacteria_16S 


strain MB-G2 16S 


laevolacticus str 
laevolacticus Bac 


162376 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


162376 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


162376 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


162376 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


162376 Bacteria_16S 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


162376 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


162376 Bacteria_16S 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. dasson 


Actinomycetales; 


162376 Bacteria_16S 


elongatus strain 
Bacteria; Proteob 


162376 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


2152969 2153014 67 112 gi 
in FRR-10 16S ribosomal RNA, partial s 


2811625 2811658 79 112 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2886757 2886810 59 112 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
2888283 2888335 59 112 gi 
ridia; Clostridiales; Eubacteriaceae; 
3100464 3100501 75 112 gi 
mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3109348 3109393 67 112 
osomal RNA, complete sequence 


gi 


3597601 3597646 67 112 


gi 


tes; Clostridia; Clostridiales; 


3602276 3602336 52 112 


gi 


Actinomyces. 
3717182 3717215 67 100 
ibosomal RNA, partial sequence 


gi 


3887902 3887939 75 112 gi 
n Gottingen 1488-6 16S ribosomal RNA, 

ria; Proteobacteria; Betaproteobacteri 
3954184 3954229 67 112 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3955623 3955668 67 112 gi 
ribosomal RNA, partial sequence 


3958610 3958655 67 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
3966140 3966177 75 112 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


112 gi 


3974983 3975020 75 112 gi 

IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 


3928 3964 76 112 


gi 
ammaproteobacteria; Legionellales; Leg 
20483 20519 76 112 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 
43102 43162 52 112 gi 
strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 
64459 64495 76 112 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
85388 85448 52 112 gi 
p- dassonvillei strain IMRU 509 16S ri 
Streptosporangineae; Nocardiopsaceae; 
99190 99226 76 112 gi 
FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
112917 112953 76 112 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 


eria; Proteobacteria; Alphaproteobacte 


Clostrid 


6S ribosomal RNA, partial sequence 2887459 28889 


3099595 3101003 Fackl 


3108566 31099 


3716418 37177 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
162376 Bacteria_16S 


3954838 39562 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
162376 Bacteria_16S 


16S ribosomal RNA, partial sequence 3080 


219857633 
equence 
ria; Rhodo 


219857109 
sequence 
avobacteri 
219856865 
sequence 
iales; Eub 
219856864 


Eubacteriu 
219846855 


219846849 


hodobacter 
219846509 
ence 35967 
spiraceae; 
19846505 
sequence 
Actinomy 


2 
1 
7 


219846425 


hodobacter 
219846304 
partial se 
a; Neisser 
219846256 
ence 39533 
terales; R 
219846255 


hodobacter 
219846253 
quence 

ctobacilla 
219846248 
sequence 
a; Sphingo: 


219846242 
sequence 
a; Rhizobi 


265679061 
4533 
ionellacea 
265679050 
sequence 
a; Burkhol 


265679035 
partial s 
idae; Acti 


265679021 
ence 63592 
riales; Ox 
265679006 
bosomal RN. 


Nocardiops 

265678997 
98328 

acterales; 


ref|NR_025222.1 
2152193 215360 
bacterales; Rhod 


Albidovulum 
1 Albidovulum 
obacteraceae; 


ref|NR_024737.1 
2810779 281222 
ales; Flavobacte 
ref |NR_024684.1 
2885932 288740 
acteriaceae; Eubacterium. 
ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 

m. 
ref 
amia 


Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Eubacterium 
8 Eubacterium 


NR_026447.1 
ignava Bact 


Facklamia ignava ATCC 
eria; Firmicutes; 


ref|NR_026441.1| Rhodovulum iodosum 
80 Rhodovulum iodosum Bacteria; 
aceae; Rhodovulum. 

ref|NR_026101.1| Clostridium 

93 3598277 Clostridium lentocellum 
Cellulosilyticum. 

ref|NR_026097.1| Actinomyces 
3601450 3602945 Actinomyces 
cetales; Actinomycineae; 


ref|NR_026016.1| Sagittula stellata 
90 Sagittula stellata Bacteria; 
aceae; Sagittula 
ref |NR_025894.1 
quence 388702 
iales; Neisseria 
ref |NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; Rhodovulum. 
ref|NR_025845.1| Rhodovulum strictum 
24 Rhodovulum strictum Bacteria; 
aceae; Rhodovulum. 
ref|NR_025843.1| Sporolactobacillus 
3957761 3959244 Sporolactobacillus 
ceae; Sporolactobacillus. 
NR_025838.1| Novosphingobium 
3965346 3966788 Novosphingobium 
monadales; Sphingomonadaceae; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Rhodovulum 
ulum sulfidophilum 


ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


Agrobacterium 
6 Agrobacterium 
ae; 


, 


ref|NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 

e; Legionella. 

ref |NR_029358.1 
19628 21106 

deriales; Burkh 


Burkholderia 
Burkholderia 
olderiaceae; 
ref 
eque 
nomy 


NR_029343.1 
nce 42294 
cetales; St 


Nocardiopsis 
43754 Nocardiopsis 
reptosporangineae; 
ref |NR_029329.1 
65117 Herbas 
alobacteraceae; 
ref |NR_029314.1 
A, partial seque 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Nocardiopsis 


nce 84580 86040 


villei Bacteria; Actinobacteria; Actinobacteridae; 


is. 
ref|NR_029305.1 

99781 Desulf 
Desulfobulbacea 


Desulfobulbus 
obulbus elongatus 
e; Desulfobulbus. 


265678987 


s; Syntrop 


ref|NR_029295.1| Syntrophus gentianae 


112043 113590 Syntrophus gentianae Bacteria; 


haceae; Syntrophus. 


162376 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


strain Prevot 247 


formicaceticum st 


formicaceticum Bacteria; 
162376 Bacteria_16S 
intestinale strai 
intestinale Bacteria; 
162376 Bacteria_16S 

epidermidis strai 
Bacteria; Actinob 


Brevibacterium. 


162376 Bacteria_16S 
thermophilus stra 
thermophilus Bacteria; 


Methylococcus. 


162376 Bacteria_16S 
equigenitalis strain N480/82 16S ribosomal RNA, 
equigenitalis Bacteria; 
162376 Bacteria_16S 

in ATCC 27322 16S ribosomal RNA, parti 
Clostrid 


argentinense stra 


argentinense Bacteria; 
162376 Bacteria_16S 


strain McClung 20 
Bacteria; 


strain C4D1M 16S 


Proteobacteria; B 


phenazinium strai 
Bacteria; Proteob 


strain P 1-22-1 1 
Proteobacteria; B 


pyrrocinia strain 
Bacteria; Proteob 


Proteobacteria; 
complex. 


162376 Bacteria_16S 
strain LC 1 16S ribosomal RNA, partial sequence 
Clostridia; 
162376 Bacteria_16S 


Firmicutes; 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


162376 Bacteria_16S 


xenovorans strain 
Bacteria; 


strain JW/AS-Y6 1 
Firmicutes; 


Proteobacteria; 


162376 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


162376 Bacteria_16S 


strain CDC F5101 
Proteobacteria; 


162376 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


162376 Bacteria_16S 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 


114516 114552 76 


ibosomal RNA, partial sequence 
eltaproteobacteria; 
162376 Bacteria_16S 
7B 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
162376 Bacteria_16S 


126753 126813 52 


155580 155632 60 


112 gi 


112 gi 


sequence 


112 gi 


rain Al 16S ribosomal RNA, partial sequence 


Clostr 


113641 11518 
Syntrophobacterale 


Firmicutes; 


Clostridia; 


Firmicutes; 
162376 Bacteria_16S 


Clostridia; 
162376 Bacteria_16S 

strain OXB 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderia 


161700 161736 76 112 


Firmicutes; Clostridia; 


163155 163191 76 112 


179921 179957 76 112 


Proteobacteria; 


206108 206144 76 112 

Proteobacteria; 
207640 207684 68 112 
Firmicutes; Clostridia; 
209201 209237 76 112 
04 16S ribosomal RNA, partial s 
Clostridia; Clostridiales; 
235062 235098 76 112 


236698 236734 76 112 


238280 238316 76 112 


239829 239865 76 112 


241415 241451 76 112 


Burkholderia 


244585 244621 76 112 


Clostridiales; Veillonel 
249135 249171 76 112 
Beta 


Bacteria; Proteobacteria; 


256545 256581 76 112 
LB400 16S ribosomal RNA, parti 


Proteobacteria; Betaproteobacteria; Bu 
162376 Bacteria_16S 


258086 258122 76 
6S ribosomal RNA, 

Thermoanaerobacterales; 
267046 267082 76 112 


112 


n Catt39 16S ribosomal RNA, partial se 
Clostridi 


n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


in IMV-B-3037 16S ribosomal RNA, parti 
Gammaproteobacte 


Betaproteobacte 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
162376 Bacteria_16S 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
162376 Bacteria_16S 


2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
Burkholderia cepacia complex. 
162376 Bacteria_16S 
strain 717 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


strain Sgly2 16S ribosomal RNA, parti 


gi 


gi 


gi 


gi 
partial 


gi 


gi 
equence 
Clostr 


gi 


234235 23583 
rkholderiaceae; 


gi 


gi 


6S ribosomal RNA, partial sequence 237457 23896 
etaproteobacteria; Burkholderiales; Bu 
162376 Bacteria_16S 


gi 


gi 


240595 24207 


les; Bu 


gi 


243690 24511 


laceae; 
gi 


proteob 
gi 


al sequ 
rkholde 


gi 


complete sequence 257219 25873 


Thermoa 
gi 


266185 26767 


les; Ox 


265678986 


s; Syntrop 
265678978 
12591 


265678959 


idiales; C 
265678955 
quence 

ales; Clos 
265678954 
ence 16233 
ales; 


265678943 
al sequenc 


265678926 
sequence 
ria; Burkh 
265678924 
al sequenc 
iales; Clo 
265678923 
20835 
idiaceae; 
265678905 


265678904 
nce 23588 
riales; Bu 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 
265678899 
Megasphae 
265678896 


al sequenc 
acteria; N 


265678891 
ence 25570 
riales; Bu 
265678890 


naerobacte 
265678882 


alobactera 


nomycineae; 


ref 


ref 


ref 


154728 15624 


NR_029294.1 


Syntrophus. 
NR_029286.1| Actinomyces meyeri 


8 127358 Actinomyces meyeri Bacteria; 
Actinomycetaceae; Actinomyces. 


Clostridium 
Clostridium 
lostridium. 


NR_029267.1 
2 
c 


Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 
haceae; 


lostridiaceae; 


16S ribosomal RNA, 


Betaproteobacteria; 
314152 314188 76 
3 16S ribosomal RNA, partial sequence 
Clostridiales; 
332532 332568 76 


tes; Clostridia; 


285238 285274 76 
in M16 16S ribosomal RNA, partial sequence 28438 
acteria; Deltaproteobacteria; 
289692 289728 76 


112 gi| 265678870 
Desulfobacterales; 
112 gi| 265678867 
complete sequence 28882 
Burkholderiales; Alcaligenace 
112 gi| 265678851 
31331 
Clostridiaceae; 


ref 

160899 1 
tridiaceae; 
ref 


ref 
e 179074 1 


ria; Methylococcales; 


ref 
rkholderiac 
ref 


ceae; 
ref 


rkholderiac 


ref 


ceae; Burkh 


ref 


ra. 
ref 
e 248268 2 
eisseriales 


ref 
3 257168 B 
rkholderiac 
ref 
1 Moorella 
raceae; Moo 
ref 
ceae; Oxalo 
ref 
4 285824 D 
Desulfobul 
ref 
4 290348 B 
ae; Bordete 
ref 
5 314767 C 


112 gi| 265678839 


ref 
3 


NR_029263.1 


NR_029262.1 
4 163815 Brevibacterium epidermidis 
Micrococcineae; 


NR_029251.1 


Burkho 
NR_029212.1 
5 237406 Burkho 


NR_029211.1 
6 Burkholderia 
Burkho 


NR_029210.1 
7 240544 Burkho 


NR_029209.1 
2 Burkholderia 


NR_029207.1 


5 Megasphaera elsdenii Bacteria; 


NR_029204.1 


NR_029199.1 


NR_029198.1 


NR_029188.1 
2 Oxalobacter formigenes Bacteria; 


NR_029176.1 


NR_029173.1 


NR_029157.1 


Clostridium. 
NR_029144.1 


Clostridium 

3 Clostridium 
stridium. 
Brevibacterium 


6228 
Clo 


Brevibacteriaceae; 
Methylococcus 


80523 Methylococcus 
Methylococcaceae; 


ref|NR_029234.1] Taylorella 

205252 206750 Taylorella 
olderiales; Alcaligenaceae; Taylorella. 
ref |NR_029232.1| Clostridium 
e 206801 208304 Clostridium 
stridiaceae; Clostridium. 
ref |NR_029231.1| Clostridium sporogenes 
5 209857 Clostridium sporogenes 
Clostridium. 
ref|NR_029213.1| Burkholderia graminis 
4 Burkholderia graminis Bacteria; 


lderia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 
glumae Bacteria; 
lderia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


eae; 


eae; 


Burkholderia cepacia 
cepacia Bacteria; 
olderia; Burkholderia cepacia 


Megasphaera elsdenii 
Microvirgula 


Microvirgula 
sseriaceae; 


49768 
; Nei 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Moorella glycerini 
glycerini Bacteria; 
rella group; Moorella. 
Oxalobacter formigenes 


urkho 
eae; 


bacter. 

Desulfobulbus 
esulfobulbus rhabdoformis 
baceae; Desulfobulbus. 
Bordetella holmesii 
ordetella holmesii Bacteria; 
lla. 
Clostridium botulinum 
lostridium botulinum A 


Moorella 
31642 333194 Moorella 


thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Moorella group; Moorella. 
162376 Bacteria_16S 


162376 Bacteria_16S 


162376 Bacteria_16S 


Actinomadura. 
162376 Bacteria_16S 


341805 341841 76 112 gi 
marinus strain MH-110 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; 


420641 420677 76 112 gi 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 
162376 Bacteria_16S 


468239 468275 76 112 gi 
strain R 8118 16S ribosomal RNA, partial sequence 


Thiotrichales; Pis 
391345 391381 76 112 gi 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
405145 405205 52 112 gi 
strain A288 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


404351 40583 


467397 46889 


265678830 
34093 


265678794 
39048 


265678785 


265678774 
sequence 


265678739 


ref |NR_029135.1 


ref|NR_029099.1 


ref|NR_029090.1 


ref |NR_029079.1 
419777 421277 


ref|NR_029044.1 


Hydrogenovibrio 


6 342344 Hydrogenovibrio marinus 
cirickettsiaceae; Hydrogenovibrio. 


Chitinimonas 


2 392023 Chitinimonas taiwanensis 


Chitinimonas. 
Actinomadura meyerae 


0 Actinomadura meyerae Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


Brevibacterium 
Brevibacterium 


Burkholderia terricola 


3 Burkholderia terricola Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


162376 Bacteria_16S 


162376 Bacteria_16S 


162376 Bacteria_16S 


588749 588785 76 112 gi 
strain Ppe8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
638828 638863 76 112 gi 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 63798 
Bacteria; Proteobacteria; Gammaproteobacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


162376 Bacteria_16S 


162376 Bacteria_16S 


681287 681323 76 112 gi 
strain NA 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
682692 682728 76 112 gi 


strain NCTC 10617 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
688776 688812 76 112 gi 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 
catecholicum Bacteria; Proteobacteria; 


162376 Bacteria_16S 


162376 Bacteria_16S 


162376 Bacteria_16S 


162376 Bacteria_16S 


162376 Bacteria_16S 


Deltaproteobacteria; Desul 
693395 693431 76 112 gi 
strain IS1B 16S ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 
738816 738852 76 112 gi 
lusitanum strain P6-12 16S ribosomal RNA, 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
757662 757698 76 112 gi 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 

respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
759166 759202 76 112 gi 
strain Al 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 


162376 Bacteria_16S 


760720 760756 76 112 gi 
strain V33 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 


162376 Bacteria_16S 


162376 Bacteria_16S 


162376 Bacteria_16S 


771344 771380 76 112 gi 
strain Uedal07 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
772899 772951 60 112 gi 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteria 
805194 805230 76 112 gi 


strain AIP313.00 16S ribosomal RNA, partial sequence 804384 80579 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 


162376 Bacteria_16S 


814434 814470 76 112 gi 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 


162376 Bacteria_16S 


823487 823523 76 112 gi 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial 


taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
829680 829716 76 112 gi 


162376 Bacteria_16S 


strain ATCC 43541 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 


162376 Bacteria_16S 


850718 850762 68 112 gi 
strain OS Hl 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 


587905 58931 


Xanthomonadales; X 
658487 658531 68 112 gi 


strain L1-92 16S ribosomal RNA, partial sequence 657665 65912 


680477 68183 


692571 69404 


complete sequence 73794 


758305 75981 


759866 76120 


770475 77198 


265678660 


265678625 


265678610 

Anaerosti 
265678595 
265678594 

68188 


265678590 


265678587 


265678555 


265678541 


265678540 


eriaceae; 
265678539 


eriaceae; 
265678532 


265678531 


265678509 


Anaeroglo 
265678503 
e 81355 
hales; Pis 
265678497 
sequence 


265678493 
82878 
Selenomon 


ref|NR_028965.1 


ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref|NR_028915.1 


pes. 
ref |NR_028900.1 


Neisseria. 
ref|NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref |NR_028892.1 


ceae; Isosphaera 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028844.1 


Alysiella. 
ref |NR_028843.1 


Neisseria. 
ref|NR_028836.1 


aceae; Cellvibri 
ref|NR_028835.1 

772034 773579 
ceae; Atopostipe 
ref |NR_028812.1 


bus. 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref|NR_028800.1 
822620 824161 
deriales; Burkho 
ref |NR_028796.1 
3 830273 Seleno 
as. 


265678479 


Burkholderia tropica 


0 Burkholderia tropica Bacteria; 


ia. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Anaerostipes caccae 


0 Anaerostipes caccae Bacteria; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Desulfobacterium 

Desulfobacterium 
sulfobulbaceae. 

Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 

Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


Oo. 
Atopostipes 
Atopostipes 

Ss. 
Anaeroglobus geminatus 


1 Anaeroglobus geminatus Bacteria; 


Thioalkalimicrobium 

kalimicrobium cyclicum 

; Thioalkalimicrobium. 
Cupriavidus 
Cupriavidus 

lderiaceae; Cupriavidus. 
Selenomonas noxia 

monas noxia Bacteria; 


ref |NR_028782.1 


stis. 


Heliorestis baculata 


849874 851358 Heliorestis baculata Bacteria; 
Heliobacteriaceae; Heliore 


162376 Bacteria_16S 


Sulfurospirillum. 
162376 Bacteria_16S 


Proteobacteria; 
162376 Bacteria_16S 
subroseum strain 


Streptosporangiaceae; 
162376 Bacteria_16S 
koreensis strain 


Catellatospora. 
162376 Bacteria_16S 
strain LMG 18819 
Proteobacteria; 

162376 Bacteria_16S 
strain LMG 18106 
Proteobacteria; 

162376 Bacteria_16S 
strain LMG 16407 
Proteobacteria; 

162376 Bacteria_16S 
sibiricum strain 
Bacteria; 
162376 Bacteria_16S 
strain Greoux 11 
Bacteria; 
162376 Bacteria_16S 


psychrophila Bacteria; 
Desulfotalea. 
162376 Bacteria_16S 
strain WSU 86/104 


162376 Bacteria_16S 


4 16S ribosomal RNA, 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
112 


866037 866073 76 


873660 873696 76 


Betaproteobacteria; Burkholderiales; Bu 
112 
CY-7113 16S ribosomal RNA, partial seq 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


874988 875048 52 


Streptosporangium. 
882453 882513 52 


893095 893131 76 


894630 894666 76 


896165 896201 76 


900880 900916 76 


903921 903957 76 


927236 927272 76 
Proteobacteria; 


973484 973548 50 
complete 


980945 980981 76 


112 
halorespirans strain PCE-M2 16S ribosomal RNA, 
halorespirans Bacteria; Proteobacteria; Epsilonproteoba 


112 
strain N-1 16S ribosomal RNA, partial sequence 


112 
LM042 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


112 


112 
psychrophila strain LSv54 16S ribosomal RNA, partial se 


114 


gi 
partial 


gi 
872811 


gi 


gi 


gi 


gi 


gi 


gi 


Thiotrichales; 
265678442 


gi 


Legionel 
gi 


gi 
sequence 


gi 


barnesii strain SES-3 16S ribosomal RNA, partial sequence 


Bacteria; 
162376 Bacteria_16S 
strain B1333 16S 
Firmicutes; 
162376 Bacteria_16S 


ribosomal RNA, 
Lactobacillales; 


Proteobacteria; Epsilonproteobacteria; 
112 
complete sequence 


996568 996620 60 


Carnobacteriaceae; 
998152 998188 76 


112 


gi 
995703 


Granulicatella. 
265678379 


gi 


kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 


Bacteria; 
162376 Bacteria_16S 
chilensis strain 
Bacteria; 
162376 Bacteria_16S 
strain JB-A2 16S 
Proteobacteria; 

162376 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; 
112 
Ch-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
112 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pis 
112 


999664 999700 76 


1001184 1001220 76 


1029972 1030008 76 


Thiotric 
gi 


Thiotrichales; 
265678377 
1000320 10017 
ciricketts 
265678358 


gi 


gi 


thermophila strain I78 16S ribosomal RNA, partial sequence 


Bacteria; 
162376 Bacteria_16S 


Proteobacteria; 
162376 Bacteria_16S 
strain 21F-2 16S 


162376 Bacteria_16S 
strain NBRC 13755 
Bacteria; 
162376 Bacteria_16S 
strain ES10.1 16S 


162376 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; 


1036112 1036148 76 


Betaproteobacteria; Burkholderiales; Ox 
112 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
112 
16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


1079819 1079871 60 


1094989 1095041 60 


1131253 1131313 52 


1132808 1132844 76 


112 
strain 7-2 16S ribosomal RNA, partial sequence 


112 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
112 


Thiotrichales; 
265678354 
1035238 10367 
alobactera 
265678323 
1079018 10804 
Acetobacte 
265678313 


gi 


gi 


gi 


Rhodospirillales; 
253680769 
1130448 11319 
Streptosporang 
253680768 


gi 


gi 


sanguinis strain CF63 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


265678468 
sequence 
cteria; 


265678463 


265678456 
ales; 


265678449 
16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Bu 
112 


rkholderia 
265678444 


lales; 
265678427 
quence 

Deltaproteobacteria; 


265678395 


265678390 


Campylobacterale 
265678380 


hales; 
265678378 


87416 


rkholderiaceae 
265678462 
uence 


88163 


Micromonosporineae; 


rkholderiaceae; 
265678448 
16S ribosomal RNA, partial sequence 893783 89526 
Betaproteobacteria; Burkholderiales; Bu 
112 


rkholderiaceae; 
265678447 
16S ribosomal RNA, partial sequence 895318 89680 
Betaproteobacteria; Burkholderiales; Bu 
112 
AL7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
112 
D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


90001 
Pis 


90307 


Leg 


Desul 


97261 


98009 


99724 


99729 


Pis 


99880 
Pis 


10291 
Pis 


10942 


Campylobacterales; 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


ref|NR_028771.1 
865186 866674 


ref|NR_028766.1| Cupriavidus necator 
6 Cupriavidus necator Bacteria; 

; Cupriavidus. 

ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 
Streptosporangineae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


ref |NR_028758.1 
0 883139 Catell 


ref|NR_028751.1|] Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 
Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
Pandoraea. 
ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 
ceae; Pandoraea. 
ref|NR_028746.1| Thioalkalimicrobium 

3. 901506 Thioalkalimicrobium sibiricum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028744.1| Legionella gresilensis 
2 904507 Legionella gresilensis 


ionellaceae; Legionella. 
ref|NR_028729.1| Desulfotalea 
926361 927852 Desulfotalea 


fobacterales; Desulfobulbaceae; 
ref|NR_028697.1| Waddlia chondrophila 


7 974173 Waddlia chondrophila Bacteria; 


ref|NR_028692.1| Sulfurospirillum 

9 981569 Sulfurospirillum barnesii 

s; Campylobacteraceae; Sulfurospirillum. 
ref|NR_028682.1| Granulicatella elegans 
0 Granulicatella elegans Bacteria; 


ref|NR_028681.1| Thiomicrospira 

1 998749 Thiomicrospira kuenenii 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028680.1| Thiomicrospira 

0 1000269 Thiomicrospira chilensis 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028679.1| Thiomicrospira frisia 
83 Thiomicrospira frisia Bacteria; 
iaceae; Thiomicrospira. 

ref|NR_028660.1| Thiomicrospira 

05 1030582 Thiomicrospira thermophila 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028656.1| Herbaspirillum putei 
33 Herbaspirillum putei Bacteria; 

ceae; Herbaspirillum. 

ref|NR_028625.1| Acetobacter orientalis 
18 Acetobacter orientalis Bacteria; 
raceae; Acetobacter. 

ref|NR_028615.1] Acetobacter peroxydans 
43 1095577 Acetobacter peroxydans 
Acetobacteraceae; Acetobacter. 
ref|NR_028017.1| Nocardiopsis exhalans 
04 Nocardiopsis exhalans Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 


11319 


ref|NR_028016.1| Brevibacterium 
55 1133449 Brevibacterium sanguinis 


162376 Bacteria_16S 
strain Ter6 16S ribosoma 
Proteobacteria; Betaprot 
162376 Bacteria_16S 
peptidovorans DSM 11002 
peptidovorans DSM 11002 
Dethiosulfovibrio. 
162376 Bacteria_16S 
13501 16S ribosomal RNA, 
Proteobacteria; Betaprot 


eobacteria; 
1172184 1172228 68 


Bacteria; 


eobacteria; 


162376 Bacteria_16S 


DSM 12653 Bacteria; 
Carboxydibrachium. 
162376 Bacteria_16S 
strain R-4079 16S 


162376 Bacteria_16S 
strain R-4069 16S 


162376 Bacteria_16S 


1146457 1146493 76 
1 RNA, partial sequence 
Burkholderiales; 


1193322 1193358 76 


complete sequence 


1194871 1194907 76 
pacificum DSM 12653 16S ribosomal RNA, partial 
Firmicutes; 


Clostridia; 


1228077 1228113 76 
ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
1229613 1229649 76 
ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
1231165 1231201 76 
strain HI 11/12 16S ribosomal RNA, 


112 


112 


16S ribosomal RNA, partial sequ 
Synergistetes; 


112 


Burkholderiales; Al 


112 


112 


112 


112 


Synergistia; 


sequence 
Thermoanaer 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 


162376 Bacteria_16S 


162376 Bacteria_16S 


162376 Bacteria_16S 


1244774 1244818 68 
metallireducens strain 853-15 16S ribosomal RNA, partial 
metallireducens Bacteria; 


Firmicutes; 


112 


Clostridia; 
1267295 1267331 76 
strain UR/MT95 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
1268842 1268878 76 


112 


112 


gi 


gi 


gi 


chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 


chloroethenica Bacteria; 
Desulfuromonas. 
162376 Bacteria_16S 
strain LMG 20598 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
1298756 1298792 76 
strain NCIMB 703055 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
1301777 1301821 68 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterales; 


162376 Bacteria_16S 


162376 Bacteria_16S 
lactoaceticus 6A 
Bacteria; Firmicutes; 
Sedis; 
162376 Bacteria_16S 
owensensis OL 16S 
Bacteria; 
Sedis; 
162376 Bacteria_16S 
hafniense strain 


Firmicutes; 


162376 Bacteria_16S 


Burkholderia; 
162376 Bacteria_16S 


HTCC2155 Bacteria; 
162376 Bacteria_16S 


162376 Bacteria_16S 


Bacteria; 
Teredinibacter. 
162376 Bacteria_16S 
strain L1-82 16S 
Bacteria; Firmicutes; 
162376 Bacteria_16S 

strain STM815 16S 
Bacteria; 
162376 Bacteria_16S 


Clostridia; 
Caldicellulosiruptor. 
1304887 1304931 68 
ribosomal RNA, partial sequence 
Clostridia; Thermoanaerobacterales; 
Caldicellulosiruptor. 

1341548 1341592 68 
DCB-2 16S ribosomal RNA, partial sequence 
DCB-2 Bacteria; Firmicutes; 
1359770 1359806 76 
thailandensis strain E264 16S ribosomal RNA, 
thailandensis E264 Bacteria; 
pseudomallei group. 
1371878 1371914 76 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 


Clostridia; 
1386996 1387032 76 
ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
1388511 1388547 76 
strain STM678 16S ribosomal RNA, partial sequence 


Proteobacteria; 


1283645 1283681 76 
16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia 


Clostridia; 


1383950 1383994 68 
ribosomal RNA, partial sequence 
Clostridiales; 


Proteobacteria; 


Deltaproteobacteria; 


Tt gi|219846066|ref|NR_025656.1 
Burkholder 

112 gi| 219846893 |ref|NR_026485.1 
sequence 1297919 1299312 Brevib 


112 


112 


112 


112 


112 


gi 


gi 


Lentisphaerae; Lentisphaerales; Lentisphaeraceae; 
1373410 1373446 76 
strain MT1-641 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
1378008 1378044 76 
turnerae strain T7902 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi 
1383100 


gi 
1386182 


gi 


253680759 
1145612 11470 
Oxalobacteraceae; 
228719312 
ence 1171345 1172849 Dethio 
Synergistales; 


228715722 
1192457 1193978 Bordetella hinzii LMG 
caligenaceae; 
228715634 

1194029 1195514 Carbox 
obacterales; Thermoanaerob 


219878281 
1227244 12287 


219857537 
sequence 
Clostridiales; 

219846423 
1266430 12679 


219846421 


Desulfuromonadales; 


219846639 
Thermoanaerobacterales 


219846460 
1304017 13055 


228716944 
13845 
Lachnospiraceae; 
228716754 
13876 


228716720 


ref |NR_028007.1 
Collimonas 
ref|NR_027582.1 
Syne 


ref |NR_027537.1 
Bordetella. 


ref|NR_027536.1 


ref |NR_025420.1 
Cellvibri 
ref |NR_025419.1 
Cellvibri 


ref |NR_025414.1 


ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_026014.1 


Massilia. 
ref|NR_026012.1 
1267974 126947 


Brevibacteriac 


ref|NR_026231.1 


ref|NR_026051.1 


112 gi|228721140|ref|NR_027603.1 

1340674 1342203 Desulf 

Clostridiales; Peptococcaceae; Desulfitob 
112 gi|228720024|ref|NR_027587.1 

partial sequence 1358923 136041 

Betaproteobacteria; Burkholderiales; 
112 gi| 228718145 |ref|NR_027571.1 

1371035 137251 

Lentisphaera 

112 gi| 228717983 |ref|NR_027569.1 
1372563 1374050 Burkholderia 

Burkholder 

112 gi|228717562|ref|NR_027564.1 


1377167 1378635 Teredi 
Alteromonadales; 


Alteromonadales g 
ref|NR_027557.1 


Roseburia. 
ref |NR_027555.1 


Burkholderiaceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Bordetella hinzii LMG 
13501 Bacteria; 


Carboxydibrachium 
ydibrachium pacificum 


acteraceae; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 
seudomonadaceae; 
219878280 
1228770 12302 
seudomonadaceae; 
219878275 
complete sequence 1230306 1231793 Thermocrinis 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Thermocrinis albus 


albus DSM 14484 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 

Massilia timonae 


23 Massilia timonae Bacteria; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Burkholderia hospita 


hospita Bacteria; 


ia. 
Brevibacterium avium 

acterium avium Bacteria; 

eae; Brevibacterium. 
Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 
Thermoanaerobacterales 


Family III. Incertae 
Desulfitobacterium 
itobacterium hafniense 

acterium. 
Burkholderia 

0 Burkholderia 
Burkholderiaceae; 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


es 

Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Burkholderia phymatum 


16 Burkholderia phymatum STM815 


Burkholderia. 


ref|NR_027554.1 


Burkholderia tuberum 


1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


162376 Bacteria_ 


cibinongensis str 
cibinongensis Bac 


Acetobacter. 


162376 Bacteria_1 


ruhlandii strain 
Bacteria; 


Proteobacteria; 
complex. 


162376 Bacteria_1 
saccharolyticum s 
1498218 Ha 


Halanaerobiales; 


162376 Bacteria_1 


subsp. elongata s 
elongata subsp. 
Neisseria. 


162376 Bacteria_16S 


phosphitoxidans s 


phosphitoxidans B 


Desulfotignum. 


162376 Bacteria_16S 


strain JCM3369 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


162376 Bacteria_16S 
oligospora strain 
oligospora Bacter 
Thermomonosporace 
162376 Bacteria_16S 
cenocepacia strai 
cenocepacia Bacte 


Burkholderia; Bur 


162376 Bacteria_16S 


strain JCM 3325 1 


Proteob 
162376 Bacteria_1 
piechaudii strain 
piechaudii Bacter 
162376 Bacteria_1 
AMMD 16S ribosoma 
B 


e 


16S 1406349 1406401 60 112 gi 
ain 4H-1 16S ribosomal RNA, partial se 


teria; Proteobacteria; Alphaproteobact 


6S 1456792 1456828 76 112 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
6S 1471866 1471902 76 112 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria; 
6S 1473258 1473294 76 112 gi 

1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


6S 1497582 1497634 60 112 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 

6S 1508034 1508070 76 112 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


1517025 1517061 76 112 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


1527628 1527688 52 112 
S ribosomal RNA, partial sequence 


gi 


Stre 


1530640 1530700 52 112 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

ae; Actinomadura. 
1533762 1533798 76 112 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 
1535175 1535235 52 


a; 


112 gi 


219857143 
quence 
eria; 


224581416 
ence 14559 
riales; Al 
224581405 
uence 


224581402 
1472412 1473865 Burkh 
rkholderia 


219846665 
16 
ch 


219846303 
mp 
pr 


219873435 
s 
ct 


219857435 
1526835 15282 
pt 


219857433 
s 
Ac 


219857425 


s 


219857414 
6S ribosomal RNA, partial sequence 1534373 15358 


ref|NR_024771.1 
1405568 140698 
Rhodospirillales; Ac 
ref|NR_027197.1 
66 1457283 Achro: 
caligenaceae; Ac 
ref|NR_027186.1 
1471041 147236 
eriales; Alcali 
ref |NR_024882.1 
olderia ambifar 
ceae; Burkholde 


Burkhold 


’ 


ref 
mal 


NR_026257.1 
RNA, comple 
acteria; Fi 


S riboso 
arolytic B 
ref 
uenc 
eria 


NR_025893.1 
e 150715 
Neisserial 


lete seq 
oteobact 


v 


ref |NR_025194.1 
1516159 151759 


sulfobacterales; 


equence 
eria; De 


ref |NR_025023.1 
88 Actinomadura 
osporangineae; Thermomon 
ref|NR_025021.1 

1529847 153130 


tales; Streptosp 


equence 
tinomyce 


ref|NR_025013.1 
1532915 153432 
deriales; Burkho 


equence 
Burkhol 


ref|NR_025002.1 


g 
i 


r 


t 
Lr 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Achromobacter 


mobacter ruhlandii 


hromobacter. 
Achromobacter 

1 Achromobacter 

enaceae; Achromobacter. 
Burkholderia ambifaria 

a AMMD Bacteria; 

ia; Burkholderia cepacia 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Desulfotignum 
6 Desulfotignum 


Desulfobacteraceae; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Burkholderia 
2 Burkholderia 


lderiaceae; 


Actinomadura vinacea 


13 Actinomadura vinacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

162376 Bacteria_16S 1603615 1603651 76 112 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

162376 Bacteria_16S 1639791 1639851 52 112 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
162376 Bacteria_16S 1682571 1682631 52 112 gi|219878420|ref|NR_025559.1| Actinomyces oricola 


strain R5292 16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


162376 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


162376 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


162376 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


162376 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; G 


162376 Bacteria_16S 


ribosomal RNA, partial sequence 


1691693 1691729 76 112 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1 


1693257 1693301 68 112 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1708638 1708674 76 112 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1735951 1736011 52 112 gi 
ain R10176 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Actinomyces. 
1737513 1737549 76 112 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1738996 1739056 52 112 gi 


ia 


ma 


se 
e; 


gi 


(e) 


1681727 16832 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
162376 Bacteria_16S 


no 
219878413 


ri 


219878412 
eq 


219878402 
1707781 17092 


219878384 


219878383 
1736673 17381 


; Actinomycetace 
ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


mycineae 


sequence 
a; Pseud 


NR_025551.1 
1692386 169391 
tococcaceae; Des 
ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref |NR_025523.1 
quence 1735130 173662 
Actinomycetales; Actino 


uence 


les; Pep 


tiaceae; 


ref|NR_025522.1 


leispira 


219878382 


ref|NR_025521.1 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Cellvibrio 

5 Cellvibrio 
domonadaceae; 


Desulfosporosinus 

7 Desulfosporosinus 
ulfosporosinus. 
Rheinheimera baltica 


baltica Bacteria; 


Actinomyces 
2 Actinomyces 
mycineae; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Actinomyces 


cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


162376 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


162376 Bacteria_16S 
n HAG 010767 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


162376 Bacteria_16S 
ain Chol-1S 16S ribosomal RNA, 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


162376 Bacteria_16S 2 
in DSM 44410 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


162376 Bacteria_16S 


strain DSM 11334 
Proteobacteria; B 


strain LMG 1945, 
Proteobacteria; B 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


162376 Bacteria_16S 
train LMG6866 16S ribosomal RNA, partial 
Proteobacteria; 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


162376 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


strain CCUG 41706 


strain m2661/98/1 
Firmicutes; Lacto 


162376 Bacteria_16S 
ain NCIMB 9548 16S ribosomal RNA, partial sequen 
Betaproteobacteria; 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


162376 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


162376 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


162376 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


162376 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


defragrans strain 
Bacteria; Proteob 


strain AU2944 16S 
Proteobacteria; B 


162376 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


162376 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


1743649 1743709 52 


1746675 1746735 52 


Actinomadura. 
1836238 1836274 76 


ae; 


teria; Proteobacteria; 


1877329 1877389 52 


Nocardiopsis. 
1897573 1897609 76 


1899116 1899152 76 


1901986 1902046 52 


Actinomyces. 
1922945 1922981 76 


acteria; 


1947364 1947400 76 


1951993 1952053 52 


1961019 1961071 60 


bacillales; 
1964096 1964132 76 
teria; Proteobacteria; 
1965613 1965649 76 


is strain G 
is Bacteria; 


1971414 1971450 76 
n GSF30 16S 
ria; 


2040211 2040263 60 
n 2992-95 1 
ria; Firmicutes; 
2044918 2044953 76 


2074071 2074107 76 


2122801 2122837 76 


etaproteobacteria; 
2171218 2171254 76 
16S ribosomal 
ammaproteobacteria; 
2172769 2172805 76 
16S ribosomal 
ammaproteobacteria; 


162376 Bacteria_16S 


2187884 2187920 76 


Proteobacteria; 


112 


R2A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 

112 gi|219878376|ref|NR_025515.1 
sequence 1745863 174730 

Actinomycetales; Streptos 

112 gi|219878311|ref|NR_025450.1 
complete sequence 1835368 183689 
Betaproteobacteria; Rhodocyclales; Rhodoc 
112 gi| 219878283 |ref|NR_025422.1 
sequence 1876505 187800 


112 


16S ribosomal RNA, partial sequence 1896710 18982 
etaproteobacteria; Burkholderiales; Alcaligenace 
162376 Bacteria_16S 


112 


R8846 16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Alcaligenace 
162376 Bacteria_16S 
ain CCUG 39276 16S ribosomal RNA, partial sequen 
teria; Actinobacteria; Actinobacteridae; 


112 


112 


112 


6S ribosomal RNA, partial sequence 1946525 19480 
etaproteobacteria; Burkholderiales; Alcaligenace 
162376 Bacteria_16S 


112 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
162376 Bacteria_16S 


112 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


112 


112 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


112 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; 


112 


6S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


112 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
162376 Bacteria_16S 


112 


54Pin 16S ribosomal RNA, partial sequence 20732 
acteria; Betaproteobacteria; Burkholderiales; 
162376 Bacteria_16S 


112 


ribosomal RNA, partial sequence 
Burkholderiales; 


112 


RNA, partial sequence 
Pseudomonadales; Pseudomonad 


112 


RNA, partial sequence 
Pseudomonadales; Pseudomonad 


112 


strain K9951 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Betaproteobacteria; 


Vagococcus. 


219878378 
17428 


gi 


gi|219878265 


219878264 
18982 


gi 


gi|219878262 


219878246 
sequenc 
Bur 


gi 


gi|219878230 


219878227 
19511 


gi 


219878221 
19601 


gi 


gi| 219878219 
Hydro 


gi|219878218 


gi|219878214 


Burkhol 


gi|219878168 


219878165 
20440 


gi 


gi|219878141 
Al 
gi| 219857653 
2121958 21233 
Burkholderia 
gi|219857621 
21703 


219857620 
21719 


gi 


Actinomycetales; 


Actinomycetales; 


ref|NR_025517.1 


Strepto 


ref |NR_025404.1 
ae; Bordetella. 
ref|NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025401.1 
ce 1901160 190257 
Actino: 


ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 
ref|NR_025369.1 
ae; Bordetella. 
ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025360.1 
67 1961603 Vagoco 


ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref |NR_025357.1 
1964797 196621 
Burkholderiales 


ref |NR_025353.1 
1970584 197204 
deriales; Oxalob 


ref|NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref |NR_025304.1 
53 2045572 Luteim 
aceae; Luteimona 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref |NR_025242.1 


ceae; Ralstonia. 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref |NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 


gi|219857607 


Nocardiopsis 


31 1744318 Nocardiopsis metallicus 


Nocardiopsaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Nocardiopsis 
9 Nocardiopsis 


sporangineae; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Actinomyces 
5 Actinomyces 
mycineae; 


Ralstonia 
0 Ralstonia 


rkholderiaceae; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Vagococcus fessus 
ccus fessus Bacteria; 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Dolosicoccus 
7 Dolosicoccus 


Luteimonas mephitis 
onas mephitis Bacteria; 
Ss. 

Castellaniella 
laniella defragrans 
stellaniella. 

Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 


ref |NR_025196.1 


Legionella busanensis 


2187032 2188507 Legionella busanensis Bacteria; 


162376 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 


162376 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


162376 Bacteria_16S 


strain ICPB 3636 
Proteobacteria; B 


strain DSM 11853 
Proteobacteria; B 


campinensis strai 
Bacteria; Proteob 


strain K24 16S ri 
Proteobacteria; B 


strain IPT10 16S 
Proteobacteria; B 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


162376 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


162376 Bacteria_16S 


strain LMG 16225 
Proteobacteria; B 


caledonica strain 
caledonica Bacter 


162376 Bacteria_16S 
n KBl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


yonseiensis strai 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


aerophilum strain 
Bacteria; Proteob 


162376 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


162376 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


beliardensis stra 
beliardensis Bact 


162376 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


162376 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


meridiei strain S 
Bacteria; Firmicu 


162376 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


162376 Bacteria_16S 
ain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 260877 
Gammaproteobacteria; 


naphthovorans str 
naphthovorans Bac 


162376 Bacteria_16S 


strain Se-1 16S r 
Deinococcus-Therm 


2230249 2230285 76 112 
teria; Proteobacteria; 
2256202 2256238 76 112 


teria; Proteobacteria; 


2265486 2265522 76 112 


2274670 2274706 76 112 


2276204 2276240 76 112 


2307924 2307960 76 112 
bosomal RNA, partial sequence 


2330560 2330596 76 112 
ribosomal RNA, partial sequence 


2333609 2333669 52 112 


Nocardiopsis. 

2339542 2339586 68 
ain BR4 16S ribosomal RNA, 
teria; Firmicutes; Clostridia; 
2385093 2385129 76 112 


112 


tes; Clostridia; 


2436816 2436852 76 112 


2468793 2468829 76 112 
acteria; Gammaproteobacteria; 
2473283 2473319 76 112 
bosomal RNA, partial sequence 
eltaproteobacteria; 


2501773 2501809 76 112 


2503279 2503315 76 112 


Proteobacteria; 
2524537 2524573 76 


eria; 
112 


eltaproteobacteria; 


2532111 2532147 76 112 


teria; Proteobacteria; 
2629745 2629781 76 112 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; 


162376 Bacteria_16S 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 


2648091 2648127 76 112 


ain HKU1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


ain 86FS1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neisseriaceae; 

162376 Bacteria_16S 
16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Burkholderiaceae 
162376 Bacteria_16S 
n WS2 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 
162376 Bacteria_16S 


complete sequence 
Clostridiales; 


16S ribosomal RNA, partial sequence 2384259 23857 
etaproteobacteria; Burkholderiales; Burkholderiaceae 
162376 Bacteria_16S 


2386617 2386653 76 112 gi| 219857469 |ref 
LMG 19076 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; Burkholderia 
2388147 2388183 76 112 gi| 219857468 |ref 


6S ribosomal RNA, partial sequence 2436004 24374 
etaproteobacteria; Burkholderiales; Burkholderiaceae 
162376 Bacteria_16S 
AL3 16S ribosomal RNA, partial sequence 


Syntrophobacterales; 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legionellaceae; L 
162376 Bacteria_16S 
in Montbeliard Al 16S ribosomal RNA, partial sequenc 
Gammaproteobacteria; Legionell 


ribosomal RNA, partial sequence 
6S ribosomal RNA, partial sequence 2531266 25327 


etaproteobacteria; Burkholderiales; Burkholderiaceae 
162376 Bacteria_16S 


2548241 2548285 68 112 gi| 219857345 |ref 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptococcaceae; Desu 
2575884 2575920 76 112 gi| 219857284 |ref 
rain UCD-1 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Betaproteobacteria; Burkhold 
2608164 2608200 76 112 gi| 219857263 |ref 


Thermaceae; Thermus. 


gi| 219857579 


219857562 |ref 


gi 


219857556 |ref 


gi 
Simo 


gi|219857550|ref 


gi|219857549|ref 
Burkho 
219857524 |ref 


gi 


2307079 2308560 Pigmentiphaga 
etaproteobacteria; Burkholderiales; Alcaligenaceae; 
162376 Bacteria_16S 


219857509|ref 


gi 


2329695 2331217 Burkholderia 
etaproteobacteria; Burkholderiales; Burkholderiaceae 
162376 Bacteria_16S 
ain YIM 90004 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


219857507 |ref 


gi 
Actinomycet 


219857502 |ref 


gi 


219857470|ref 


gi 


Thermoanaer 


gi|219857430|ref 


219857404 |ref 


gi 
Pisciri 


gi| 219857401 |ref 


Neisseriales; 


2275359 2276842 Cupria 


sequence 2332775 233429 


2338702 234021 
Heliobacteriaceae; 
30 Burkholderia 


2385781 238725 


2387307 2388807 Thermo 


2467928 2469361 Thioal 
Thiotrichales; 


NR_025144.1 


nsiella. 
NR_025138.1 


; Cupriavidu 
NR_025137.1 


lderiaceae; 
NR_025112.1 


Pigmentiphag 
NR_025097.1 


; Burkholder 
NR_025095.1 
ales; Strept 


NR_025090.1 


NR_025058.1 


; Burkholder 
NR_025057.1 


les; Burkhol 
NR_025056.1 


obacteraceae 
NR_025018.1 


; Cupriavidu 
NR_024992.1 


ckettsiaceae 
NR_024989.1 


Neisseriaceae; 


Laribacter 
2 Laribacter 
Laribacter. 
Desulfobulbus 
6 Desulfobulbus 


Desulfobacterales; Desulfobulbaceae; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 
Cupriavidus 
vidus campinensis 
Cupriavidus. 
Pigmentiphaga kullae 
kullae Bacteria; 
a. 
Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Nocardiopsis 

9 Nocardiopsis 

osporangineae; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Thermoanaerobacter 
anaerobacter yonseiensis 
; Thermoanaerobacter. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


s. 

Thioalkalimicrobium 
kalimicrobium aerophilum 
; Thioalkalimicrobium. 

Smithella propionica 


2472404 2473774 Smithella propionica Bacteria; 


Syntrophace 


gi| 219857381 |ref 


219857380|ref 


gi 


219857361|ref 


gi 


2523668 2525153 Desulfotalea 
Desulfobacterales; Desulfobulbac 


219857356|ref 


gi 


Oceanosp 


gi|219857239|ref 


2500908 2502354 Legion 


2547374 2548878 Desulf 


2575008 257651 


ae; Smithell 
NR_024969.1 


egionella. 
NR_024968.1 
e 250240 
ales; Legion 
NR_024949.1 


eae; Desulfo 
NR_024944.1 


; Cupriavidu 
NR_024933.1 


lfosporosinu 
NR_024915.1 


eriales; Alc 
NR_024894.1 


irillales; N 
NR_024867.1 


a. 
Legionella waltersii 
ella waltersii Bacteria; 


Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Desulfotalea arctica 


arctica Bacteria; 


talea. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


s. 

Desulfosporosinus 
osporosinus meridiei 
Ss. 

Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Neptunomonas 

7 Neptunomonas 
eptunomonas. 

Thermus scotoductus 


2628913 2630381 Thermus scotoductus Bacteria; 


219857226|ref 


gi 


NR_024854.1 


Thiomicrospira 


2647248 2648671 Thiomicrospira 


thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Thiomicrospira. 


162376 Bacteria_16S 
strain CPW301 16S ribosomal RNA, parti 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


162376 Bacteria_16S 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


162376 Bacteria_16S 
JCM 9374 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


162376 Bacteria_16S 


strain JCM 9373 1 


Planomonospora. 


162376 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


162376 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


parontospora subs 


2718491 2718527 76 
Bacteria; Proteobacteria; 
2751304 2751364 52 


eae; Microtetraspora. 
2752798 2752858 52 


eae; Planomonospora. 


2754294 2754354 52 


2755851 2755887 76 


rmicutes; Clostridia; 


2792106 2792150 68 


2822119 2822179 52 
p- 


Planomonospora parontospora subsp. 


Actinomycetales; 


162376 Bacteria_16S 
n KP23 16S ribosomal RNA, partial sequence 28349 
acteria; Betaproteobacteria; Burkholderiales; 
162376 Bacteria_16S 
R-9 16S ribosomal RNA, partial sequence 


kururiensis strai 
Bacteria; Proteob 


fermentans strain 
Bacteria; Firmicu 


162376 Bacteria_16S 
ATCC 14670 16S ribosomal RNA, 
a; Proteobacteria; Betaproteobacteria; 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


162376 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


162376 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 


Streptosporangineae; 
2835851 2835887 76 
2841911 2841963 60 


tes; Clostridia; 


2868202 2868238 76 


2921906 2921970 49 


Firmicutes; 
2935378 2935414 76 


ria; 


112 


112 


in H47-7 16S ribosomal RNA, partial sequence 


eria; Actinobacteria; Actinobacteridae; Actinomyceta 


112 


112 


6S ribosomal RNA, partial sequence 2753496 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


112 


TOBE 16S ribosomal RNA, partial sequenc 
Thermoanaerobacterales; 


112 


112 


gi|219857176 


gi| 219857152 
gi|219857151 
219857150 


gi 


219857149 
e 27 


gi 


gi| 219857122 


16S ribosomal RNA, partial sequence 2791299 27926 
ridia; Clostridiales; Lachnospiraceae; 
162376 Bacteria_16S 


gi| 219856909 


antibiotica strain JCM 3094 16S ribosomal RNA, 


antibiotica Bacteria; Actinobacteria; 


n GA195 16S ribosomal RNA, partial sequence 


Streptosporangiaceae; Planomonospora. 

112 gi|219856900|ref|NR_024721.1 
92 2836452 Burkho 

Burkholderiaceae; 

112 gi| 219856896 |ref|NR_024715.1 
2841063 2842500 Halana 
Halanaerobiales; Halanaerobiaceae; Halanaerobiu 
112 gi| 219856879 |ref|NR_024698.1 
partial sequence 2867356 286884 
Burkholderiales; Oxalobac 

112 gi| 219856842 |ref|NR_024661.1 
2921059 292256 
Clostridia; Clostridiales; Eubacteriaceae; Euba 
112 gi|219856833|ref|NR_024652.1 
293453 


multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


162376 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; G 


strain LS-13 16S 


Proteobacteria; G 


strain 441-1 16S 


Proteobacteria; G 


hydrogenophilus s 
hydrogenophilus B 


strain RF-4 16S r 


polyendosporus st 


polyendosporus Bacteria; 
162376 Bacteria_16S 


caribensis strain 
caribensis Bacter 


2990037 2990073 76 


2991574 2991610 76 


2993063 2993099 76 


2996080 2996116 76 


3021834 3021870 76 


Deinococci; Thermales; 
3029416 3029452 76 


Firmicutes; 
3077837 3077873 76 


3089982 3090034 60 


112 


112 


112 


112 


112 


Thermaceae; 


112 


rain PS-1 16S ribosomal RNA, partial s 
Clostridia; 


112 


112 


Clostridiales; 


gi| 219846930 


6S ribosomal RNA, partial sequence 2989207 29906 
ammaproteobacteria; Legionellales; Legionellaceae; 
162376 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legionellaceae; 
162376 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legionellaceae; 
162376 Bacteria_16S 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
162376 Bacteria_16S 
ibosomal RNA, partial sequence 
Deinococcus-Thermus; 
162376 Bacteria_16S 


gi|219846929 
2990709 29921 


gi| 219846928 
2992209 29936 


219846926 
sequence 
icaceae; 

gi|219846909 
3021006 30224 
Thermus. 

219846904 
equence 


gi 


gi 


Cc 


gi|219846870 


MWAP64 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 
162376 Bacteria_16S 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partia 


gi| 219846862 


balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteri 


162376 Bacteria_16S 


3110849 3110885 76 


112 


gi| 219846848 


hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; 


162376 Bacteria_16S 


3136418 3136454 76 


112 


gi| 219846831 


sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 


al sequence 2717632 27191 


Betaproteobacteria; Burkho 


549 
Streptosporangineae; 


549 
Thermoanaerobacter 


Hydrogenobacter. 


Burkholderia 


1 sequence 3089141 309052 


ref|NR_024804.1 
0 


lderiales; 


ref|NR_024780.1 
2750506 275194 
les; Strepto 


ref|NR_024779.1 
2752000 275344 


ref|NR_024778.1 


ref|NR_024777.1 
90 2756495 Therma 


ref|NR_024750.1 


ref |NR_024730.1 


partial sequen 


Oceanospirillale 
ref|NR_026522.1 


Legionella. 
ref|NR_026521.1 
58 Fluoribacter 
F 
ref 


luoribacter. 
NR_026520.1 


Legionella. 
ref|NR_026518.1 
2995219 299673 


ref|NR_026501.1 


ref |NR_026496.1 

3028583 303003 
lostridiaceae; A 
ref |NR_026462.1 

3076975 307840 
les; Burkhol 
ref |NR_026454.1 
aceae; Granulica 
ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 


Herbaspirillum 
5 Herbaspirillum 


Oxalobacteraceae; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 


Streptosporangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 
Streptosporangiaceae; 


Thermanaeromonas 

naeromonas toyohensis 

aceae; Thermanaeromonas. 
Coprococcus catus 


13 Coprococcus catus Bacteria; 
Coprococcus. 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Halanaerobium 
erobium fermentans 
m. 

Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Eubacterium 
6 Eubacterium 
cterium. 
Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Hydrogenobacter 
2 Hydrogenobacter 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Anaerobacter 

8 Anaerobacter 
naerobacter. 
Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Granulicatella 
3 Granulicatella 
tella. 
Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 


ref|NR_026423.1 
3135552 313703 


Desulfocapsa 
3 Desulfocapsa 


sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


Desulfocapsa. 
162376 Bacteria_16S 
deleyianum strain 


Campy lobacteraceae; 
162376 Bacteria_16S 


3137906 3137942 76 


Spirillum 5175 16S ribosomal 
Sulfurospirillum deleyianum Bacteria; P 
Sulfurospirillum. 


3154621 3154665 68 


112 


112 


gi| 219846830 


RNA, partial sequence 
roteobacteria; Epsilonproteobacteria; Campylobacterales; 


gi| 219846819 


orientis strain DSM 765 16S ribosomal RNA, partial sequence 31537 


Bacteria; Firmicutes; 
162376 Bacteria_16S 


Clostridia; 
3159321 3159357 76 


Clostridiales; 


arcachonense strain F1F6 16S ribosomal RNA, partial sequence 


arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurospirillum. 
162376 Bacteria_16S 


3221495 3221531 76 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 


Bacteria; 
162376 Bacteria_16S 


agaricidamnosum strain Wlr3 16S ribosomal RNA, 
agaricidamnosum Bacteria; 


Janthinobacterium. 
162376 Bacteria_16S 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 
162376 Bacteria_16S 
strain NCTC 9810 
Firmicutes; 
162376 Bacteria_16S 
glycolicus strain 


Desulfofustis. 
162376 Bacteria_16S 
strain DSM 43764 


Actinomadura. 
162376 Bacteria_16S 
strain DSM 43067 


Actinomadura. 
162376 Bacteria_16S 


lucentensis strain DSM 44048 16S ribosomal RNA, partial 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; 


Clostridia; 


3223014 3223050 76 


3224522 3224582 52 


3229000 3229064 48 


Clostridiales; 
3238257 3238293 76 


3253176 3253236 52 


3254674 3254734 52 


3256180 3256240 52 


Nocardiopsaceae; Nocardiopsis. 


162376 Bacteria_16S 


3257693 3257753 52 


Proteobacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


ref 


ref 


64 3155274 Desul 


NR_026422.1 
31370 


NR_026411.1 


8 


2 


Desulfobulbaceae; 


Sulfurospirillum 
4 3138514 


Desulfosporosinus 


fosporosinus orientis 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Janthinobacterium 


51 3222119 Janthinobacterium lividum 


Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 


Oxalobacteraceae; 


Actinomyces europaeus 


omyces europaeus 
cineae; Actinomycetaceae; 


Peptococcaceae; Desulfosporosinus. 

112 gi|219846816|ref|NR_026408.1 
3158497 31599 

Campylobacterales; 

112 gi| 219846773 |ref|NR_026365.1 
Oxalobacteraceae; 

112 gi|219846772|ref|NR_026364.1 
partial sequence 3222170 322363 

Betaproteobacteria; Burkholderiales; 
112 gi|219846771|ref|NR_026363.1 
3223689 3225098 Actin 
Actinomy 
112 gi|219846768|ref|NR_026360.1 


112 


112 


112 


112 


112 


16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Family XI. 


gi| 219846762 


PerGlyS 16S ribosomal RNA, complete sequence 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


gi| 219846752 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846751 


16S ribosomal RNA, partial sequence 3253877 32553 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporanginea 


219846750 
sequence 
Actinomyc 


gi 


gi|219846749 


strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 
strain DSM 43377 


3259205 3259265 52 


112 


Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 
dassonvillei subsp. 


3260715 3260775 52 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 
162376 Bacteria_16S 
strain LLAP12 16S 
Bacteria; 
162376 Bacteria_16S 


strain L2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
162376 Bacteria_16S 
strain DSM 3662 1 
Firmicutes; 
162376 Bacteria_16S 


strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia s 
Clostridiales; 


Clostridia; 
162376 Bacteria_16S 
strain LMG 2207 1 
Proteobacteria; 
162376 Bacteria_16S 


Clostridia; 


3266783 3266819 76 


3268201 3268237 76 


3274347 3274391 68 


Clostridiales; 
3301762 3301806 68 


Blautia. 
3350375 3350411 76 


3367296 3367356 52 


112 


Streptosporanginea 


gi|219846748 


16S ribosomal RNA, partial sequence 3258396 32598 
Streptosporanginea 


gi|219846747 


albirubida strain DSM 40465 16S ribosomal RNA, 


Desulfobact 


ref 


ref 


ref 


ref 


etal 


ref 


ref 


ref 
pa 


00 Anaerococcus 
Incer 


3237371 32389 


26 Actinomadura 
Streptosporanginea 


45 Nocardiopsis 
Nocardiopsaceae; Nocardiopsis. 


56 Nocardiopsis 


tae Sedis; 
NR_026354.1 


erales; 
NR_026344.1 


e; 


NR_026343.1 
e; 
NR_026342.1 
es; 
NR_026341.1 


e; 


NR_026340.1 


e; 


NR_026339.1 


rtial sequence 


Anaerococcus octavius 
octavius Bacteria; 


Anaerococcus. 


Desulfofustis 


17 Desulfofustis 
Desulfobulbaceae; 


Actinomadura kijaniata 
kijaniata Bacteria; 


Thermomonosporaceae; 


Actinomadura madurae 


21 Actinomadura madurae Bacteria; 
Thermomonosporaceae; 


Nocardiopsis 


3255372 3256832 Nocardiopsis 
Streptosporangineae; 


Nocardiopsis listeri 
listeri Bacteria; 


Nocardiopsis alba 
alba Bacteria; 


Nocardiopsaceae; Nocardiopsis. 


Nocardiopsis 
3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; Nocardiopsaceae; 


112 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


112 


112 


112 


112 


112 


Legionellales; 


Nocardiops 
gi| 219846743 
3265947 32672 


gi|219846742 
3267345 32688 


Gammaproteobacteria; Legionellales; Legionellaceae; 


gi|219846738 


6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


gi|219846720 


gi|219846684 


6S ribosomal RNA, partial sequence 3349528 33510 
Betaproteobacteria; Burkholderiales; Burkholderia 


219846672 


gi 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 


longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; 


Streptosporangium. 


Legione 


is. 


ref 


ref 


L 


ref 


ref 


ref 


ceae 
ref 


NR_026335.1 


llaceae; 
NR_026334.1 


egionella. 
NR_026330.1 


NR_026312.1 


NR_026276.1 


NR_026264.1 


chinkii Bacteria; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 
Legionella. 


Legionella lytica 


25 Legionella lytica Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 
Eubacterium. 


Blautia schinkii 
Firmicutes; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
; Paucimonas. 


Streptosporangium 


3366504 3367953 Streptosporangium 


Streptosporangineae; 


162376 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


162376 Bacteria_16S 


album strain DSM 


Bacteria; Actinob 
Streptosporangium. 
162376 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


162376 Bacteria_16S 


strain DSM 2062 1 


strain 6843 DSM 1 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
162376 Bacteria_16S 


strain DSM 20425 


neopropionicum st 
neopropionicum Ba 


162376 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


162376 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


162376 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


162376 Bacteria_16S 


congolense strain 
congolense Bacter 


162376 Bacteria_16S 


chlororespirans s 
chlororespirans B 


162376 Bacteria_16S 


fusiformis strain 
Bacteria; Verruco 


162376 Bacteria_16S 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


162376 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


162376 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; B 


162376 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


162376 Bacteria_16S 


parapertussis str 
parapertussis Bac 


162376 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


162376 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


se 
Halanaerobiaceae; Halanaerobium. 
3394505 3394541 76 112 gi 
oc 


3478860 3478920 52 112 


gi 
no 
3498516 3498576 52 112 gi 
16S ribosomal RNA, partial sequence 

no 


3502931 3502967 76 112 


gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3591470 3591522 60 112 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


io 


s 
ri 


3627660 3627696 76 112 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3676595 3676647 60 112 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3685670 3685714 68 112 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3705186 3705238 58 110 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3733556 3733616 52 112 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 
3749717 3749753 76 112 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3770820 3770856 76 112 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3804017 3804053 76 112 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3805531 3805567 76 112 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3807045 3807081 76 112 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3830009 3830053 68 112 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 


le 


se 
ia 


se 
ri 


ce 
ro. 


eq 


a 
gi 


on 


rk 


ca 


ue 
ri 


s 
er 


e; 


162376 Bacteria_16S 


pelophila strain 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
162376 Bacteria_16S 219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


162376 Bacteria_16S 219846577 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
162376 Bacteria_16S 


ococcineae; Brevibacteriac 

3527311 3527355 68 112 gi| 219846558 |ref|NR_026150.1 

rain DSM 3847 16S ribosomal RNA, complete sequence 3526458 352796 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
3576243 3576279 76 112 gi|219846525|ref|NR_026117.1 


3575389 35768 


219846515 


219846487 


219846453 


219846447 


219846433 


219846412 


219846401 
3748871 37503 


219846384 
3769978 37714 


219846360 
3803146 38046 


219846359 


219846358 


219846342 
3829173 38306 


ref|NR_026241.1 


, Br 
ref 


evibacteriac 
NR_026182.1 


occineae 


; Actinomycetace 
ref|NR_026169.1 

92 3499120 Actino 
mycineae; Actinomycetace 
ref|NR_026166.1 


mycineae 


34976 


nellaceae; Legionella. 
ref|NR_026107.1 
3590670 359214 


spirillales; Ace 


equence 
a; Rhodo 


ref|NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref |NR_026044.1 
3675717 367724 
anaerobiaceae; H 
ref |NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref |NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref|NR_026003.1 

3732782 373419 
cetales; Strepto 


36267 


s; Neiss 


quence 
les; Hal 


quence 
diales; 


37043 
biales; 


uence 
Actinomy 
ref|NR_025992.1 


ibri 
ref 


aceae; V oO. 


NR_025975.1 
; Ralstonia. 
NR_025951.1 


holderiaceae 


ref 
ligenaceae; Bordetella. 
ref|NR_025950.1 

3804660 380612 
olderiales; Alca 
ref|NR_025949.1 

3806174 380763 
holderiales; Alc 
ref |NR_025932.1 


nce 
a; Burkh 
equence 

ia; Burk 


Heliobacterium. 


3838971 3839007 76 112 gi 
4B 16S ribosomal RNA, partial sequence 


219846336 


ref|NR_025926.1 


3370292 3370352 52 112 gi|219846670|ref|NR_026262.1| Streptosporangium 

M 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Streptosporangium. 

3371791 3371851 52 112 gi|219846669|ref|NR_026261.1| Streptosporangium 
43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 

3376376 3376428 60 112 gi|219846666|ref|NR_026258.1| Halanaerobium 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


negalense Bacteria; Firmicutes; Clostridia; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Clostridium 

8 Clostridium 

lostridium. 
Legionella feeleii 


54 Legionella feeleii Bacteria; 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Actinomadura 
0 Actinomadura 
sporangineae; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


3838114 3839581 Thiomi 


Thiomicrospira 
crospira pelophila 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


162376 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


162376 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


162376 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


strain Wai33 16S 


Deinococcus-Thermus; 
162376 Bacteria_16S 


3842002 3842054 60 
H200 16S ribosomal RNA, 
tes; Clostridia; 
3869273 3869309 76 


3870784 3870820 76 


3875445 3875481 76 


3876989 3877025 76 

ribosomal RNA, partial s 

Deinococci; 
3889440 3889476 76 


Thermales; 


Halanaerobiales; 


etaproteobacteria; Neisseriales; Neiss 
162376 Bacteria_16S 


strain N 155 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 
162376 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 
162376 Bacteria_16S 


3890977 3891013 76 


3897182 3897234 60 


in CI 16S ribosomal RNA, partial sequenc 
acteria; Epsilonproteobacteria; Campyl 
162376 Bacteria_16S 
ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteobacteria; 


6S ribosomal RNA, partial sequence 3874615 387 


112 gi|219846334|ref|NR_025924.1| Halanaerobium 
complete sequence 3841123 3842666 Halanaerobium lacurosei 
Halanaerobiaceae; Halanaerobium. 
112 gi|219846316|ref|NR_025906.1| Arcobacter 
e 3868419 3869879 Arcobacter nitrofigilis 
obacterales; Campylobacteraceae; Arcobacter. 
112 gi|219846315|ref|NR_025905.1| Arcobacter 
sequence 3869930 3871391 Arcobacter 
Campylobacterales; Campylobacteraceae; 
112 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
6101 Neisseria weaveri Bacteria; 
eriaceae; Neisseria. 
112 gi|219846311|ref|NR_025901.1| Thermus filiformis 
equence 3876152 3877626 Thermus filiformis Bacteria; 
Thermaceae; Thermus. 
112 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
3888563 3890048 Neisseria flavescens Bacteria; 
eriaceae; Neisseria. 
112 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
; Kingella. 
112 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 


muriaticus strain X-1 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


162376 Bacteria_16S 


strain IAM 12670 
Proteobacteria; B 
violaceinigra str 
violaceinigra Bac 


162376 Bacteria_16S 


strain YIM 90010 


permense strain V. 
permense Bacteria 
Brevibacterium. 


162376 Bacteria_16S 


strain KMM 3637 1 
Actinobacteria; A 


162376 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; B 


162376 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


162376 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


162376 Bacteria_16S 


strain CCUG 42773 


pinnipedialis str 
pinnipedialis Bac 


162376 Bacteria_16S 
storis strain PCC 9511 16S ribosomal RNA 
Prochlorococcus marinus subsp. pastoris 


marinus subsp. pa 


Prochlorococcacea 


162376 Bacteria_16S 
strain MLS10 16S ribosomal RNA, partia 


selenitireducens 
selenitireducens 


162376 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


tes; Lactobacillales; 


3973530 3973566 76 


4060316 4060352 76 


teria; Proteobacteria; 
4061774 4061834 52 


4113253 4113289 76 
KM Ac-2280 16S ribosomal 


4120806 4120842 76 
6S ribo 
ctinoba 
4176183 4176219 76 
6S ribo 
etaproteobacteria; 
4177668 4177704 76 
LMG 600 
a; 


4194510 4194546 76 


4218606 4218666 52 


Actinomadura. 
596252 596311 53 


ae; 


661510 661561 61 
ain A/G14/99/10 16S ribo 
teria; Firmicutes; Bacil 
879389 879452 49 


Prochlorococcus. 
959663 959709 67 


e; 


Bacteria; Firmicutes; 
1100908 1100971 49 
ribosomal RNA, partial 
ridia; Clostridiales; 


162376 Bacteria_16S 


1291256 1291318 50 


Enterococcaceae; 


112 


112 


112 


112 
RNA, 


112 


112 


112 


Proteobacteria; Betaproteobacteria; 


112 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
162376 Bacteria_16S 


caligenaceae; Kerstersia. 
112 gi|219846062|ref|NR_025652.1 
nce 4217823 421929 
; Actinomycetales; Strepto 
112 gi| 265678655 |ref|NR_028960.1 
595455 596820 Actino 
nomycineae; Actinomycetace 
112 gi|265678608|ref|NR_028913.1 
somal RNA, partial sequence 660668 
lales; Jeotgalicoccus. 
112 gi| 265678459 |ref|NR_028762.1 
, partial sequence 


partial 
; Actinobacteria; Actinobacteridae; Ac 


T 
gi 


al 
gi 
al 
ied: 
gi 


16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 


Strept 

gi 
se 
ta 


gi 


gi 


ca 
gi 


B 
gi 


in L 46 16S ribosomal RNA, partial seque 
eria; Actinobacteria; Actinobacteridae; 


112 gi| 265678405 |ref|NR_028707.1 
1 sequence 958824 960272 
Bacillales; Bacillaceae; Bacillus. 
112 gi|265678309|ref|NR_028611.1 
sequence 1100149 11015 
Clostridiaceae; Clostridium. 
112 gi|228720812|ref|NR_027597.1 


urealyticum DSM 7109 16S ribosomal RNA, partial sequence 


219846243 
16S ribosomal RNA, partial sequence 3972687 39741 
etaproteobacteria; Burkholderiales; Ox 
162376 Bacteria_16S 
ain YIM 31327 16S ribosomal RNA, parti 
Betaproteobacte 


219846180 


219846178 


219846142 


219846137 
somal RNA, partial sequence 4119951 41214 
cteridae; Actinomycetales; Microc 
219846096 
somal RNA, partial sequence 4175338 41767 
Burkholderiales; Al 
219846095 
3 16S ribosomal RNA, partial sequ 


219846079 
6S ribosomal RNA, partial sequence 4193672 41950 
etaproteobacteria; Burkholderiales; Al 
162376 Bacteria_16S 


3896331 3897842 Tetra 
etragenococcus. 
ref |NR_025833.1 


g 


obacteraceae; Duganella. 
ref|NR_025770.1 
sequence 4059499 406093 
a; Burkholderiales; Oxal 
ref|NR_025768.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025732.1 
4112427 411388 
les; Micrococcin 


624 
osporang 
quenc 
nomyc 


e 
eta 


ref|NR_025727.1 
Brevibacteriac 
ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025669.1 


occineae; 


ligenace 


ence 
urkholde 


enococcus muriaticus 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Brevibacterium 

5 Brevibacterium 

eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Achromobacter spanius 
spanius Bacteria; 
r. 

Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Jeotgalicoccus 

662086 Jeotgalicoccus 


Prochlorococcus 
878614 880078 


Bacteria; Cyanobacteria; Prochlorales; 


Bacillus 
Bacillus 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


1290453 1291853 Coryne 


Corynebacterium 
bacterium urealyticum 


DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

162376 Bacteria_16S 1500589 1500651 50 112 gi|219846622|ref|NR_026214.1| Corynebacterium 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 


162376 Bacteria_16S 2591234 2591285 61 112 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

162376 Bacteria_16S 2592808 2592859 61 112 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

162376 Bacteria_16S 2615904 2615955 61 112 gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 
strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae Sedis; Fusibacter. 

162376 Bacteria_16S 3140896 3140947 61 112 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 


617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
162376 Bacteria_16S 3230460 3230523 49 neu, gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus ivorii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

162376 Bacteria_16S 3430606 3430668 50 112 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
162376 Bacteria_16S 3431979 3432041 50 112 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
162376 Bacteria_16S 3433427 3433489 50 112 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
162376 Bacteria_16S 3434785 3434847 50 112 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
162376 Bacteria_16S 3497012 3497063 61 112 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 
162376 Bacteria_16S 3626071 3626133 50 £2 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
162376 Bacteria_16S 3773774 3773837 49 112 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
162376 Bacteria_16S 3903122 3903176 58 112 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
162376 Bacteria_16S 4072367 4072430 49 112 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 
162376 Bacteria_16S 72000 72054 58 112 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
162376 Bacteria_16S 73564 73618 58 112 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 


162376 Bacteria_16S 92905 92959 58 112 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

162376 Bacteria_16S 132809 132863 58 112 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

162376 Bacteria_16S 141916 141970 58 112 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 


succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 


162376 Bacteria_16S 
strain Kysw2 16S 


162376 Bacteria_16S 


aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Kineococcus. 


Kineosporiaceae; 
162376 Bacteria_16S 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 


helvolus Bacteria; 
Pseudoclavibacter. 
162376 Bacteria_16S 
subsp. rifamycini 
cremea subsp. 


162376 Bacteria_16S 
strain F 628 16S 


143400 143454 58 


147839 147893 58 


160200 160254 58 


268504 268558 58 


297426 297488 50 


112 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


112 


112 


112 


112 


ribosomal RNA, partial sequence 


gi 


142594 14403 
Desulfuromon 


gi 


gi 


gi 


gi 


296587 29794 


265678967 


265678964 


265678956 


265678881 


265678862 


ref 


1 Desulfuromusa 


ref 


147044 148460 
Actinomycetal 


ref 


ref 


strain INA 1349 16S ribosomal RNA, partial sequence 
rifamycini Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 


ref 


9 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


162376 Bacteria_16S 


XILO1 16S ribosomal RNA, 


Actinobacteridae; 
162376 Bacteria_16S 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; 


377533 377587 58 


389723 389785 50 


Promicromonosporaceae; Myceligenerans. 


162376 Bacteria_16S 
subsp. 


nitratus strain IMET 11532, 


402074 402128 58 


complete sequence 
Actinomycetales; Micrococcineae; Microbacteriaceae; 


cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Microbacteriaceae 


; Agromyces. 


162376 Bacteria_16S 


strain YIM 31530 16S ribosomal RNA, partial sequence 461374 46285 


462206 462260 58 


112 


gi 


376697 378215 Agromyces 


112 


112 


112 


gi 


gi 


gi 


265678743 


Mycobacteri 
265678803 |ref|NR_029108.1 
ulmi Bacter 
Agromyces. 
265678795 |ref|NR_029100.1 
sequence 388894 390431 
Actinomycetales; Micrococ 
265678787 |ref |NR_029092.1 
e 401266 


16S ribosomal RNA, partial sequenc 


159387 160848 
Actinobacteria; Actinobacteridae; Actinomycetales; 


NR_029275.1 


adaceae; Des 
NR_029272.1 


es; Kineospo 
NR_029264.1 
Micrococcin 
NR_029187.1 
267723 


Actinomyceta 


NR_029168.1 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterinea 


162376 Bacteria_16S 


antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 


506729 506783 58 


112 


gi 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
162376 Bacteria_16S 


strain CS1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 
162376 Bacteria_16S 


benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 
162376 Bacteria_16S 


strain Muenster 2000 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 


Pseudonocardia. 


514236 514290 58 


523434 523488 58 


631184 631238 58 


637278 637332 58 


Lactobacillaceae; 


265678714 


ref 


505922 507359 


3 Lactobacillus 


Actinomycetale 
112 gi| 265678709 |ref 
513446 51481 
Lactobacillus. 
112 gi| 265678703 |ref 


112 


112 


gi 


gi 


265678630 


265678626 


Pseudono 


ref 


e 630349 631823 Kytoco 
Micrococ 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; In 


162376 Bacteria_16S 


strain W16 16S ribosomal RNA, partial sequence 


675134 675188 58 


112 


gi 


674316 67581 


265678599 


ref 


0 Dermatophilus 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; De 


162376 Bacteria_16S 
indolicum strain 
Bacteria; 
162376 Bacteria_16S 


strain 216 16S ribosomal RNA, partial sequence 


685639 685693 58 


708026 708080 58 


112 


112 


gi 


In04 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


gi 


707255 70861 


265678592 


265678577 


ref 


684774 686292 Desulf 
Desulfobacterales; 


Des 
ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterinea 


Luteococcus. 
162376 Bacteria_16S 


strain 3-p 16S ribosomal RNA, partial sequence 


743338 743392 58 


112 


gi 


742578 74395 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


162376 Bacteria_16S 


VKM Ac-1800 16S ribosomal RNA, partial sequence 


756096 756150 58 


112 


gi 


755262 75674 


265678551 


265678542 


ref 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


162376 Bacteria_16S 
jannaschii strain 
Bacteria; 
162376 Bacteria_16S 


812888 812942 58 


815909 815963 58 


112 


112 


gi 


ALM2 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Chromatiales; 


gi 


265678504 


265678502 


ref 


812035 813508 Thioal 
Ectothio 


ref 


NR_029048.1 


e; Nocardioi 
NR_029019.1 


s; Pseudonoc 


NR_029014.1 


NR_029008.1 
cardineae; P 
NR_028935.1 


cineae; Derm 
NR_028931.1 


trasporangia 
NR_028904.1 


rmatophilace 
NR_028897.1 


ulfobacterac 
NR_028882.1 


e; Propionib 
NR_028855.1 


eae; Rhodoci 
NR_028846.1 


crobacteriac 
NR_028807.1 


rhodospirace 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Kineococcus 

Kineococcus 
riineae; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Actinomadura cremea 
269132 Actinomadura 
les; 


Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 

Agromyces ulmi strain 
ia; Actinobacteria; 


Myceligenerans 
Myceligenerans 
cineae; 


Agromyces cerinus 
402730 Agromyces 


es; Micrococcineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Pseudonocardia 
Pseudonocardia 

ardineae; 


Lactobacillus rossiae 
rossiae Bacteria; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 
Rhodospirillac 


sta. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Pseudonocardia 


NR_028805.1 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Pseudonocardia. 


162376 Bacteria_16S 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


162376 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


162376 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


162376 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


162376 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


162376 Bacteria_16S 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


162376 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


162376 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


162376 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


162376 Bacteria_16S 


multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nakamurella. 


162376 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


162376 Bacteria_16S 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


162376 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


162376 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


162376 Bacteria_16S 


strain LM 161 16S 
Actinobacteria; A 


162376 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


162376 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


162376 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


162376 Bacteria_16S 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 


838731 838785 58 112 
ribosomal RNA, partial sequence 


gi 


Stre 
852237 852291 58 112 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 
856825 856879 58 112 
ain TB1-10 16S ribosomal RNA, 

18811 Bacteria; Firmicutes; Lactobaci 
890088 890142 58 112 gi 
rain 3.24 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 
902396 902450 58 112 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


gi 
partial 


1031460 1031514 58 112 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 
1090483 1090537 58 112 gi 
ain A-5 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 
1093542 1093596 58 112 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1096427 1096481 58 112 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1107020 1107074 58 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1161544 1161598 58 112 gi 
44233 16S ribosomal RNA, partial seque 


1218937 1218991 58 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1256705 1256759 58 112 


gi 
acteria; Actinobacteridae; Actinomycet 


1280632 1280686 58 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


112 gi 


1289790 1289844 58 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1300193 1300247 58 112 

ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Prop 


112 gi 


Cori 
gi 


265678487 


837961 83941 


ptosporang 
265678478 
1 sequence 


265678474 
sequence 
llales; Le 
265678451 
equence 
ae; Actino 


265678443 
quence 
eria; Chro 
265678357 
quence 

Actinomyc 


265678316 
uence 
e; Actin 


265678314 
quence 
eria; 


Rhod 


265678312 
1 sequence 
ia; Rhodos 


265678304 

11062 
ales; Stre 
228721225 
nce 11607 
omycetales 


219878368 
12181 
Prop 


ales; 


219857144 


16S ribosomal RNA, partial sequence 1255896 12573 


ales; Cory 


219846091 


1279854 12812 


ales; Prop 


219846501 


complete sequence 1289055 12904 


obacterine 
219846779 


1299363 13008 


ionibacter 


1307866 1307928 50 112 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1317057 1317111 58 112 gi 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1401923 1401977 58 112 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 

Leifsonia. 


’ 


228721493 
16S ribos 


moviolaceu 


eptomyceta 
228715851 


1316224 13177 


ales; Micr 
228715351 
14011 


Actinomyce 


1449262 1449324 50 112 


gi 


224581421 


e; Actinomycet 


omycet 


ref |NR_028790.1 
ineae; Streptosp 
ref |NR_028781.1 

851409 852783 
ales; Kineos 


ref|NR_028777.1 
855982 857475 
uconostoc. 
ref|NR_028753.1 

889276 890727 
mycetales; Strep 


ref|NR_028745.1 
901557 903021 
matiales; Ectoth 


ref|NR_028659.1 
1030633 103211 
etales; Micromon 


3 


ref|NR_028618. 
1089685 10911 
ales; Strep 


ref|NR_028616. 
1092739 10941 
ospi Ac 


rillales; 


ref|NR_028614.1 
1095628 109707 
pirillales; Acet 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae 


’ 


ref|NR_027604.1 
39 1162206 Nakamu 
Frankineae; Na 


, 


ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref|NR_024772.1 


nebacterineae; C 
ref|NR_025681.1 
10 Aeromicrobium 


ionibacterineae 


v 


ref |NR_026093.1 


Coriobacteri 
NR_026371.1 


ae; 
ref 


inea 
ref 


e; Nocardioi 
NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
ceae; Streptomyc 
ref|NR_027540.1 
ococcineae; Trop 
ref |NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Kineococcus 
Kineococcus 

poriineae; 


Leuconostoc 
Leuconostoc 


Actinomadura 
Actinomadura 
tosporangineae; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Micromonospora 
4 Micromonospora 
osporineae; 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


Acetobacter 
2 Acetobacter 
etobacteraceae; 


Acetobacter 
0 Acetobacter 
obacteraceae; 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Luteococcus sanguinis 
occus sanguinis 


Propionibacteriaceae; 


Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 
Aeromicrobium marinum 
marinum DSM 15272 


Nocardioidaceae; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Streptomyces 
1 sequence 
nobacteria; 
es. 
Tropheryma whipplei 


1307063 


07 Tropheryma whipplei str. Twist 


heryma. 

Leifsonia xyli subsp. 
nia xyli subsp. 

ineae; 


ref |NR_027202.1 


Promicromonospora 


1448460 1449852 Promicromonospora aerolata 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Promicromonospora 


162376 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


162376 Bacteria_16S 


caeruleus subsp. 
Actinomycetales; 
strain JCM3146 16 


Actinoallomurus. 


162376 Bacteria_16S 
ain IMSNU 22003 16S ribosomal 
teria; Actinobacteria; Actinobacteridae; 


mMatsumotoense str 
matsumotoense Bac 
Micromonosporacea 


162376 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
162376 Bacteria_16S 
in CCUG 44693 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


strain CCUG 47334 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain CM243 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
162376 Bacteria_16S 
CCUG 47306 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


162376 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


strain R2014 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
162376 Bacteria_16S 


strain DSM 44494 


strain LMG 1746 1 


1452184 1452238 58 


n AA459 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


e; Micromonospora. 
1494566 1494620 58 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. caeruleu 
Micromonosporineae; Micromonosporaceae; 
162376 Bacteria_16S 


1529138 1529192 58 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1532186 1532240 58 


e; Micromonospora. 
1539813 1539867 58 


38 16S ribosomal RNA, partial 


1581909 1581963 58 


1614096 1614150 58 


16S ribosomal RNA, partial sequence 
Clostridiales; 


tes; Clostridia; 


1615595 1615649 58 


112 


112 


112 


112 


112 gi|219857376|ref|NR_024964.1 
sequence 1538986 1540484 Crossi 
Pseudonocar 

112 gi|219878490|ref|NR_025629.1 


112 


112 


ribosomal RNA, partial sequence 


1626188 1626242 58 


Arsenicicoccus. 
1665849 1665903 58 


e; 


761-7 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
Kibdelosporangium. 
162376 Bacteria_16S 


1668921 1668983 50 


112 


112 


112 


ribosomal RNA, partial sequence 


1740566 1740620 58 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 


1749698 1749752 58 


6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


162376 Bacteria_16S 
strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
162376 Bacteria_16S 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 


162376 Bacteria_16S 
- flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


flaccumfaciens pv 
Actinomycetales; 

strain P 297/02 1 
herbarum strain P 


herbarum Bacteria 
Curtobacterium. 


162376 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


1751190 1751244 58 


1788851 1788905 58 


1811853 1811907 58 


1819529 1819583 58 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
162376 Bacteria_16S 


1821063 1821117 58 


420/07 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


1828615 1828669 58 


C116-18 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


1834719 1834773 58 


112 


112 


112 


112 


112 


gi|224581419 


gi|219846703 


gi] 219857434 


gi| 219857427 


sequence 


gi|219878467 


gi|219878466 


ref 
Actinomycetales; 


ref 
RNA, partial sequence 
s Bacteria; Actinobacteria; Actinobacteridae; 
Couchioplanes. 
ref 

1528339 1529796 Actinoallomurus spadix Bacteria; 
Streptosporangineae; 


ref 
RNA, partial sequence 
Actinomycetales; 


Rhodovarius. 
ref 
1613259 1614770 Helcoc 
Clostridiales Family 
ref 


NR_027200.1 
1451367 145284 
Micromon 


NR_026295.1 


NR_025022.1 
Thermomon 


NR_025015.1 
153135 


1581111 158256 
NR_025606.1 


XI. Incerta 
NR_025605.1 


Micromonospora 
3 Micromonospora 
osporineae; 
Couchioplanes 
1493762 1495216 
Actinomadura spadix 


osporaceae; 


Micromonospora 
9 1532864 Micromonospora 


Micromonosporineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 

Rhodovarius 
8 Rhodovarius 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Woodsholea maritima 


1614821 1616241 Woodsholea maritima Bacteria; 


gi|219878459 


gi|219878431 


gi|219878429 


ref 
Actinomycetales; 
ref 
1665031 1666519 Kibdel 


Pseudonocardineae; 


ref 


Woodshole 
NR_025598.1 
1625384 162685 
Micrococc 


NR_025570.1 
P 


NR_025568.1 


a. 

Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Kibdelosporangium 
osporangium albatum 


seudonocardiaceae; 


Actinomyces nasicola 


1668114 1669588 Actinomyces nasicola Bacteria; 


gi|219878380 


gi|219878374 
gi|219878373 


gi|219878343 


gi|219878328 


ref 
36 Nocardiopsis halophila Bacteria; 
Streptosporangineae; Nocardiop 
ref 
60 Acetobacter malorum Bacteria; 
Acetobacteraceae; 
ref 
52 Acetobacter cerevisiae Bacteria; 
Acetobacteraceae; 
ref 


Actinomycetales; 


ref 


Actinomycetace 
NR_025519.1 


NR_025513.1 


Acetobac 
NR_025512.1 


Acetobac 
NR_025482.1 
1788037 178951 
Frankine 


NR_025467.1 
partial sequ 


ae; Actinomyces. 
Nocardiopsis halophila 


saceae; Nocardiopsis. 
Acetobacter malorum 


ter. 
Acetobacter cerevisiae 


ter. 
Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 
162376 Bacteria_16S 


112 


112 


112 


112 


gi|219878323 


gi| 219878322 


gi| 219878317 


219878312 


gi 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


; Gulosibacter. 


Curtobacterium. 
ref 
91 Plantibacter 


ref 


ref 


Rhodobacterales; 
ref 


NR_025462.1 


Microbacteriac 
NR_025461.1 
1820242 182172 
Micrococcin 


NR_025456.1 
1827843 182926 
Hyphom 
NR_025451.1 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Oceanicaulis 
6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Gulosibacter 


1833888 183531 


7 Gulosibacter 


162376 Bacteria_16S 


strain VC 5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


162376 Bacteria_16S 


1845522 1845576 58 


1866763 1866817 58 


112 


112 


gi 


219878305 


1844748 18461 


gi 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


162376 Bacteria_16S 
humiphilum strain 


1900603 1900657 58 


DSM 12362 16S ribosomal RNA, 


112 


gi 


partial 


humiphilum Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; 
162376 Bacteria_16S 


Ornithinimicrobium. 


1924442 1924496 58 


112 


gi 


219878290 
18659 


219878263 
sequence 


Actinomyce 


219878245 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
162376 Bacteria_16S 


Pseudonocardia. 


1950431 1950485 58 


112 


gi 


spinosispora strain LM 141 16S ribosomal RNA, partial s 


spinosispora Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


Pseudonocardiaceae; 
162376 Bacteria_16S 


strain CK58 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
162376 Bacteria_16S 


1972910 1972972 50 


Clostridiales; 
2013221 2013275 58 


112 


112 


gi 


Actinomyc 


219878228 
equence 


219878213 


1972100 19735 


Clostridiaceae; 


gi 


jannaschiana strain ATCC 33883 16S ribosomal RNA, parti 


jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; 


162376 Bacteria_16S 
strain MCS 25 16S 


162376 Bacteria_16S 
aquiterrae strain 


Nocardioides. 
162376 Bacteria_16S 
strain ALC-2 16S 


162376 Bacteria_16S 


ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 


2017641 2017695 58 


2099958 2100012 58 


2151497 2151551 58 


2160446 2160500 58 


112 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


112 


112 


partial sequence 


112 


gi 


Clostridiu 
219878187 
al sequenc 
Rhodo 
219878184 


2016867 20182 


gi 


GW-9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219878122 
20991 


219857634 


2150729 21521 


Sphingomonadales; 


gi 


Erythrobac 
219857628 


salitolerans strain PA 51 16S ribosomal RNA, partial sequence 


salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; 


Swaminathania. 
162376 Bacteria_16S 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial 


2166597 2166651 58 


112 


gi 


Rhodo 


219857624 
sequenc 


chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 


Pseudonocardiaceae; 
162376 Bacteria_16S 


Pseudonocardia. 


2228704 2228758 58 


112 


gi 


219857580 


strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


162376 Bacteria_16S 


2251550 2251604 58 


112 


gi 


ficulneus strain FS-1 16S ribosomal RNA, partial sequen 


Bacteria; Firmicutes; 
162376 Bacteria_16S 


strain KS9 16S ribosomal RNA, partial sequence 


Lactobacillales; 
2253051 2253105 58 


112 


Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 


strain Pl 16S ribosomal RNA, partial sequence 


162376 Bacteria_16S 


2268578 2268632 58 


2309385 2309439 58 


112 


112 


Fructobacillus. 


gi 


219857565 
ce 22507 


219857564 


2252243 22536 


Stre 
gi 


ptosporang 
219857554 


2267708 22692 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi 


Desulfoba 
219857523 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 
NRRL B-24104 16S 


162376 Bacteria_16S 


2342581 2342635 58 


2344092 2344146 58 


112 


ribosomal RNA, partial sequence 


112 


Stre 
gi 


ptosporang 
219857500 


2341772 23432 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


gi 


singaporensis strain IM 7744 16S ribosomal RNA, partial 
singaporensis Bacteria; Actinobacteria; Actinobacterida 


Nocardioidaceae; 
162376 Bacteria_16S 


strain DSM5578 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 
162376 Bacteria_16S 


strain IH25 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 
162376 Bacteria_16S 


Actinopolymorpha. 


2418758 2418812 58 


2420313 2420367 58 


2421829 2421891 50 


Leuconostoc. 


Leuconostoc. 


112 


112 


112 


gi 


donocardin 
219857498 
sequence 
e; 


219857447 


2417916 24194 


gi 


219857446 


2419471 24209 


gi 


219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Propionibacterineae; 


Actinomycetales; Propio 


ref |NR_025444.1 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025402.1 

1899804 190110 
tales; Micrococc 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


ref|NR_025367.1 
1949601 195111 
Pseudon 


ref |NR_025352.1 
m. 
ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025323.1 


ref|NR_025261.1 
38 2100621 Nocard 


ref |NR_025223.1 
teraceae; Porphy 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 
ref|NR_025168.1 
; Microbacteriac 


ref|NR_025153.1 
18 2252192 Fructo 


ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025142.1 


cteraceae; Desul 
ref|NR_025111.1 


ineae; Streptosp 
ref|NR_025088.1 


eae; Pseudonocar 
ref|NR_025086.1 
2343294 234473 


ref 


NR_025035.1 


ref |NR_025034.1 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Maricaulis. 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Pseudonocardia 
2 Pseudonocardia 


ocardineae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
Maricaulis. 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Swaminathania 

2 Swaminathania 

tobacteraceae; 


Pseudonocardia 
9 Pseudonocardia 


seudonocardineae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Fructobacillus 
bacillus ficulneus 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Actinopolymorpha 

5 Actinopolymorpha 

nibacterineae; 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


ref |NR_025033.1 
2421026 242250 


Rhodococcus 
2 Rhodococcus 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Bacteria; 


162376 Bacteria_16S 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 
putrefaciens Bacteria; 
162376 Bacteria_16S 


Rhodococcus. 
162376 Bacteria_16S 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


2441401 2441455 58 


2464043 2464105 50 


Firmicutes; 
2467226 2467280 58 


Clostridia; 


112 


112 


112 


strain Z-2189 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacteria; 


Clostridia; 
162376 Bacteria_16S 

nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
162376 Bacteria_16S 


Clostridiales; 
2470256 2470310 58 


2492732 2492786 58 


Clostridiaceae; Clostridiu 


112 


112 


strain T1-X7 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
162376 Bacteria_16S 
australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; 
Tetrasphaera. 


Intrasporangiaceae; 


162376 Bacteria_16S 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 
Lactobacillales; 


orisratti Bacteria; 


162376 Bacteria_16S 


strain VKM Ac-942 


Nocardiopsis. 


162376 Bacteria_16S 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 


Firmicutes; 


2494219 2494273 58 


2495754 2495808 58 


2510900 2510954 58 


2512407 2512461 58 


2536620 2536674 58 


112 


112 


112 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


112 


112 


strain SCH-89 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
162376 Bacteria_16S 


2540713 2540767 58 


112 


strain MHS-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
162376 Bacteria_16S 


2542118 2542172 58 


112 


strain MHS-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
162376 Bacteria_16S 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; 
162376 Bacteria_16S 

erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 

erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Aeromicrobium. 
162376 Bacteria_16S 


Nocardioidaceae; 
strain ATCC 39419 


Kribbella. 


162376 Bacteria_16S 
strain AA08 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
162376 Bacteria_16S 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
162376 Bacteria_16S 
strain Yo-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
162376 Bacteria_16S 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequenc 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 


2626626 2626680 58 


Tessaracoccus. 
2658524 2658578 58 


2660046 2660100 58 


2709493 2709547 58 


2724565 2724619 58 


2761856 2761910 58 


2796430 2796484 58 


Micromonosporaceae; Actinoplanes. 


162376 Bacteria_16S 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequ 
Cryptosporangium minutisporangium Bacte 


Frankineae; 


162376 Bacteria_16S 


2797952 2798006 58 


2799473 2799527 58 


112 


112 


112 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


112 


112 


112 


112 


112 


112 


Clostridiales; 


Chromatiales; 


Streptococcaceae 


gi|219857426 

24405 
Ecto 

gi|219857407 


Clo 
gi| 219857405 
2466381 24678 


gi|]219857403 
24694 
Ecto 


gi|219857388 
2491905 24933 


gi|219857387 


gi|219857386 


gi| 219857370 
25100 
Stre 
gi| 219857369 
25115 
Streptosporang 

gi| 219857353 

2535834 25371 


gi| 219857350 
2539981 25412 


gi|219857349 
2541332 25426 


gi| 219857247 
Actinomy 


gi|219857218 


gi|219857217 
26592 
Prop 


gi|219857182 
2708714 27101 


gi| 219857172 
gi|219857145 
2761077 27624 


gi|219857119 


gi|219857118 


ria; Actinobacteria; 
Cryptosporangiaceae; Cryptosporangium. 


Actinomycetales; 


Actinomycetales; 


ref|NR_025014.1| Thioalkalivibrio 
72 2442029 Thioalkalivibrio paradoxus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_024995.1| Clostridium 

2463226 2464712 Clostridium 
stridiaceae; Clostridium. 
ref|NR_024993.1| Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 
m. 
ref|NR_024991.1| Thioalkalivibrio 
12 2470870 Thioalkalivibrio nitratis 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_024976.1| Tetrasphaera japonica 
49 Tetrasphaera japonica Bacteria; 
; Intrasporangiaceae; Tetrasphaera. 
ref|NR_024975.1] Tetrasphaera 

2493400 2494869 Tetrasphaera 
Micrococcineae; 


ref|NR_024974.1] Streptococcus 
2494920 2496256 Streptococcus 
; Streptococcus. 
ref|NR_024958.1| Nocardiopsis trehalosi 
68 2511541 Nocardiopsis trehalosi 
ptosporangineae; Nocardiopsaceae; 


ref|NR_024957.1| Nocardiopsis tropica 
92 2513043 Nocardiopsis tropica Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_024941.1| Hyphomonas oceanitis 
42 Hyphomonas oceanitis Bacteria; 
ceae; Hyphomonas. 
ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 
ceae; Hyphomonas. 
ref|NR_024937.1|] Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
ceae; Hyphomonas. 
ref|NR_024877.1] Tessaracoccus 
2625807 2627271 Tessaracoccus 
cetales; Propionibacterineae; 


ref|NR_024846.1| Aeromicrobium 
2657714 2659187 Aeromicrobium 
ales; Propionibacterineae; 


ref|NR_024845.1| Kribbella sandramycini 
38 2660707 Kribbella sandramycini 
ionibacterineae; Nocardioidaceae; 


ref|NR_024810.1| Asaia krungthepensis 
24 Asaia krungthepensis Bacteria; 
raceae; Asaia. 
ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 

neae; Micromonosporaceae; Longispora. 
ref|NR_024773.1| Kozakia baliensis 
91 Kozakia baliensis Bacteria; 
raceae; Kozakia. 
ref|NR_024747.1| Actinoplanes 
e 2795622 2797094 Actinoplanes 
Micromonosporineae; 


ref|NR_024746.1| Cryptosporangium 
ence 2797145 2798614 
Actinobacteridae; Actinomycetales; 


gi|219857117 


ref|NR_024745.1| Actinoplanes lobatus 


strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


162376 Bacteria_16S 


strain IFO 13911 


strain IFO 14915 


strain IFO 12512 


162376 Bacteria_16S 


derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; 


2800996 2801050 58 


2802517 2802571 58 


2804038 2804092 58 


2805560 2805614 58 


Micromonosporaceae; Actinoplanes. 


162376 Bacteria_16S 


consettensis strain IFO 14913 16S ribosomal RNA, partial 
consettensis Bacteria; Actinobacteria; Actinobacteridae; 


2807082 2807136 58 


Micromonosporaceae; Actinoplanes. 


162376 Bacteria_16S 


2 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; 


2808604 2808658 58 


Micromonosporaceae; Actinoplanes. 


162376 Bacteria_16S 


S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


162376 Bacteria_16S 


2810097 2810151 58 


2825143 2825197 58 


112 


112 


112 


112 


112 


112 


112 


2809318 2810728 Asaia 


112 


gi 


gi 


gi 


219857116 


16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
162376 Bacteria_16S 


219857115 


16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
162376 Bacteria_16S 


219857114 


16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


omonosporineae Hi 


ref Actinoplanes italicus 
italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 
NR_024743.1| Actinoplanes humidus 
humidus Bacteria; 
Micromonosporaceae; Actinoplanes. 
NR_024742.1| Actinoplanes digitatis 
digitatis Bacteria; 
Micromonosporaceae; Actinoplanes. 


NR_024744.1 


ref 


ref 


219857113|ref 


gi 


2804752 280622 


Actinomycetales; Micromonosporineae; 


NR_024741.1 


Actinoplanes 
4 Actinoplanes 


gi|219857112|ref|NR_024740.1| Actinoplanes 
sequence 2806275 2807745 Actinoplanes 
Actinomycetales; Micromonosporineae; 

gi|219857111|ref|NR_024739.1| Actinoplanes 


Actinomyceta 


219857110|ref 


sia 


gi 


Asaia. 


219856907 |ref 


gi 


2807796 280926 


les; Micromo 


NR_024738.1 
mensis Bacte 


NR_024728.1 


7 Actinoplanes 
nosporineae; 


ria; 


Asaia bogorensis 


Asaia siamensis strain 
Proteobacteria; 


strain 71 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
162376 Bacteria_16S 


strain IFO 12702 


strain JCM 9312 1 


Catenuloplanes. 
162376 Bacteria_16S 2891321 2891375 58 112 gi| 219856862 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 


capillaceus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 
162376 Bacteria_16S 


2826634 2826688 58 112 


gi 


2829708 2829762 58 112 


gi 


2898836 2898898 50 112 


gi 


glycogenica strain Lg2 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micropruina. 


162376 Bacteria_16S 


strain IAM 14848 


2900358 2900412 58 112 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


162376 Bacteria_16S 


strain IFO 15616 


2903430 2903484 58 112 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


162376 Bacteria_16S 


multivorum strain 


2936840 2936894 58 
AIU 301 16S ribosomal RNA, 


112 gi 


Ac 


kineae; 
219856904 
6S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Actinomycetales; 


219856857 


es; 


219856856 
16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
occineae; Microbacteriaceae; 
219856854 
16S ribosomal RNA, partial sequence 2902597 2904077 Zimmermannella alba Bacteria; 
occineae; 
219856832 
complete sequence 


2824364 2825774 Asaia bogorensis Bacteria; 
etobacteraceae; 
219856906 
16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
162376 Bacteria_16S 


Asaia. 


ref|NR_024727.1| Sporichthya polymorpha 


Sporichthyaceae; Sporichthya. 


ref|NR_024725.1| Catenuloplanes crispus 


Micromonosporaceae; 


ref|NR_024681.1| Actinoplanes 
2890502 2891958 Actinoplanes 
Micromonosporineae; 

ref 


NR_024676.1| Micropruina 


e 2898036 2899473 Micropruina glycogenica 
Propionibacterineae; 


Nocardioidaceae; 


ref|NR_024675.1| Zimmermannella bifida 
Pseudoclavibacter. 


ref|NR_024673.1| Zimmermannella alba 
Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024651.1| Acidiphilium 


2936039 2937489 Acidiphilium 


multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 
162376 Bacteria_16S 2964081 2964131 62 it? gi|219856814|ref|NR_024633.1| Streptococcus canis 


strain STR Tl 16S 
Firmicutes; 


Lactobacillales; 
162376 Bacteria_16S 


ribosomal RNA, partial sequence 
Streptococcaceae; 
2968614 2968676 50 


Streptococ 
112 gi 


phosphovorus strain NM-1 16S ribosomal RNA, partial seque 


phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriac 


162376 Bacteria_16S 


Microlunatus. 
2977778 2977840 50 


eae; 


112 gi 


macrosporus strain A1201 16S ribosomal RNA, partial seque 


macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
162376 Bacteria_16S 


Streptomyces. 


2980845 2980907 50 112 


gi 


thermovulgaris strain R10 16S ribosomal RNA, partial sequ 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae; 
162376 Bacteria_16S 
multiseptatus strain AA826 16S ribosomal RNA, partial seq 


multiseptatus Bac 


Geodermatophilaceae; 
162376 Bacteria_16S 


Streptomyces. 


3011210 3011264 58 112 


gi 

teria; Actinobacteria; Actinobacteridae; 

Modestobacter. 
3012768 3012822 58 


ae gi 


2963222 2964720 Streptococcus 


cus. 


219846945 


nce 


219846938 


nce 


Actinomycetales; 


219846936 


ence 


219846916 


uence 


219846915 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 


; Actinomycetales; 


Actinomycetales; 


canis Bacteria; 


ref |NR_026537.1| Microlunatus 
2967820 2969287 Microlunatus 


Actinomycetales; Propionibacterineae; 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
Streptomycineae; 


ref|NR_026528.1| Streptomyces 
2980041 2981526 Streptomyces 
Streptomycineae; 


ref|NR_026508.1| Modestobacter 
3010413 3011894 Modestobacter 
Frankineae; 


ref|NR_026507.1| Marmoricola 
3011945 3013441 Marmoricola 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


162376 Bacteria_16S 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Marmoricola. 
3046178 3046232 58 


Intrasporangiaceae; Ornithinicoccus. 


162376 Bacteria_16S 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 30784 
Bacteria; Proteobacteria; Deltaproteobacteria; 
162376 Bacteria_16S 
propionica strain U-8 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; 
162376 Bacteria_16S 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 
kamchatkensis Bacteria; 


Desulfurella. 


162376 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 


3079299 3079353 58 


3080875 3080929 58 


3082451 3082505 58 
Proteobacteria; 


3103394 3103448 58 


Micromonosporaceae; Verrucosispora. 


162376 Bacteria_16S 


strain HK1 0089 1 
thiophila strain 
Bacteria; Proteob 


strain DSM 43678 


fimetarium strain 


fimetarium Bacteria; 
162376 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; 


carbinolicum stra 


carbinolicum Bacteria; 
162376 Bacteria_16S 

wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; 
162376 Bacteria_16S 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


Firmicutes; Clost 


162376 Bacteria_16S 
SM 43823 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomyceta 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


162376 Bacteria_16S 
43916 16S ribosomal RNA, partial sequence 33252 
acteria; Actinobacteridae; Actinomycetales; 
Dactylosporangium. 
162376 Bacteria_16S 
ain DSM 43810 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


roseum strain DSM 
Bacteria; Actinob 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


162376 Bacteria_16S 
43917 16S ribosomal RNA, partial sequence 33282 
acteria; Actinobacteridae; Actinomycetales; 
Dactylosporangium. 
162376 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 


strain DSM 43040 


strain DSM 43039 


strain DSM 43151 


Clostridia; 
162376 Bacteria_16S 

in DSM 2925 16S ribosomal RNA, partial 
Clostridia; 


3133395 3133449 58 


3160828 3160882 58 


3250178 3250232 58 


3277365 3277419 58 


Firmicutes; 
3280393 3280447 58 


Clostridiales; 
3281912 3281966 58 


Firmicutes; 
3283436 3283490 58 


3284961 3285015 58 
ridia; Clostridiales; 


3324544 3324598 58 


e; Dactylosporangium. 
3326071 3326125 58 


3327592 3327646 58 


e; Dactylosporangium. 
3329111 3329165 58 


3330639 3330693 58 


3332167 3332221 58 


3333662 3333716 58 


3335156 3335210 58 


Clostridia; 


112 


112 


112 


112 


Deltaproteobacteria; 


112 


in HR1-2 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


112 


6S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
162376 Bacteria_16S 


112 


NZ27 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
162376 Bacteria_16S 


112 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial sequence 
Clostridiales; 


112 


112 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


112 


112 


112 


112 


112 


112 


112 


112 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
162376 Bacteria_16S 


112 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
162376 Bacteria_16S 


112 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
162376 Bacteria_16S 


112 


Desulfurellales; 


Desulfurellales; 


Desulfuromonadales 


Clostridiales; 


gi| 219846891 


gi|219846869 
D 
219846868 

30800 
D 
219846867 


gi 


gi 
Desu 


gi| 219846853 


Actinomy 


gi| 219846833 


219846815 
31599 


gi 


gi| 219846754 
Streptosporang 
gi| 219846736 


Eubac 
gi|219846734 
Acetobacte 
219846733 
sequence 

Eub 
219846732 


gi 


gi 


Eubact 
gi|219846731 
Acetobacte 


gi|219846702 


gi|219846701 
Micr 


219846700 
sequenc 


gi 
gi|219846699 
Micr 


gi| 219846698 


gi|219846697 


gi| 219846696 


ref 
ales; 


ref 


NR_026483.1 
3045360 304685 


NR_026461.1 


Ornithinicoccus 
1 Ornithinicoccus 


Micrococcineae; 


Desulfurella 


57 3079982 Desulfurella multipotens 
esulfurellaceae; 


ref 
33 3081558 Desul 
esulfurellaceae; 


lfurellales; 


cetales; 


ref 


NR_026460.1 


NR_026459.1 
3 


NR_026445.1 
102586 310404 


NR_026425.1 


Desulfurella. 
Desulfurella 


furella propionica 


Desulfurella. 
Desulfurella 
4 Desulfurella 


Desulfurellaceae; 


Verrucosispora 
7 Verrucosispora 


Micromonosporineae; 


Demetria terragena 


43 Demetria terragena Bacteria; 


, 


ref 


Dermacoccaceae; 


NR_026407.1 


Demetria. 
Desulfuromonas 


80 3161460 Desulfuromonas thiophila 


v 


ref 


Desulfuromonadaceae; 


NR_026346.1 


Desulfuromonas. 
Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


ineae; 
ref 


teriaceae; 
ref 


NR_026328.1 
3276555 327802 


NR_026326.1 


Streptosporangiaceae; Nonomuraea. 


Acetobacterium 
3 Acetobacterium 


Acetobacterium. 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


rium. 
ref 


NR_026325.1 
3281102 328257 


Acetobacterium 
0 Acetobacterium 


acteriaceae; Acetobacterium. 


ref 


eriaceae; 
ref 


NR_026324.1 
3282621 328409 


NR_026323.1 


Acetobacterium 
4 Acetobacterium 


Acetobacterium. 


Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


rium. 
ref 


les; 


ref 
49 3326720 Dactyl 
omonosporineae; 


ref = 
e 3326771 33282 
Actinomycetales; 


ref 
90 3329764 Dactyl 


omonosporineae Hi 


ref 


NR_026294.1 
3323723 332519 


NR_026293.1 


NR_026292.1 


3 


NR_026291.1 


NR_026290.1 


Dactylosporangium 
8 Dactylosporangium 


Micromonosporineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


Micromonosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


neae; 
ref 


Micromonos 
NR_026289.1 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


neae; 
ref 
00 Actinoplanes 


gi| 219846695 


brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


ref 


Micromonos 
NR_026288.1 


NR_026287.1 
3334351 333579 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 


162376 Bacteria_16S 


DSM 803 16S ribos 


Micromonospora. 


162376 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


162376 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


162376 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


162376 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


162376 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


162376 Bacteria_16S 


strain M17C 16S r 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


162376 Bacteria_16S 
IFO 3264 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


162376 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


162376 Bacteria_16S 


strain DSM 43045 


strain DSM 20542 


strain DSM 20528 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


162376 Bacteria_16S 


strain DSM 3503 1 


acetivorans strai 
Bacteria; Proteob 


162376 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


3341197 3341251 58 
omal RNA, partial sequence 


3342724 3342778 58 


43158 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
Dactylosporangium. 
162376 Bacteria_16S 


3344243 3344297 58 


3345771 3345825 58 


3347297 3347351 58 


3348823 3348877 58 


3364316 3364370 58 


3377891 3377945 58 


3395988 3396050 50 


3418690 3418744 58 


3489494 3489548 58 


3495462 3495524 50 
16S ribosomal RNA, 


3504440 3504494 58 


3516618 3516672 58 


3518140 3518194 58 


3570111 3570165 58 


Acetobacter. 
3574661 3574715 58 


n. 


3588372 3588426 58 


3614346 3614400 60 


bacillales; 


162376 Bacteria_16S 


3655194 3655248 58 


19 16S ribosomal RNA, partial 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
162376 Bacteria_16S 
43110 16S ribosomal RNA, partial sequence 33951 
acteria; Actinobacteridae; Actinomycetales; 


3340376 3341852 Micro 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


112 


acteria; Actinobacteridae; Actinomycetales; 


Micr 

112 gi|219846688 
sequence 33434 
Micr 

112 gi| 219846687 
33449 


813 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


112 


3171 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


112 


3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


112 


SM 4136 16S ribosomal RNA, partial sequence 
; Verrucomicrobia; Verrucomicrobiae; Verrucomicr 


112 


112 


112 


112 


6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales; 
162376 Bacteria_16S 


112 


complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


112 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
162376 Bacteria_16S 


112 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
162376 Bacteria_16S 


112 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
162376 Bacteria_16S 
DSM 3508 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 


6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
162376 Bacteria_16S 


112 gi| 219846529 
Rhodospirillales; 
112 gi| 219846526 

Acetobacte 

112 gi| 219846517 


n A63 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


114 


16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloiococcus. 


112 


Desulfurellales; D 


219846690 


219846689 
33419 


gi 


Micr 


219846686 
33464 
Micr 


gi 


219846685 
33480 
Micr 


gi 


gi|219846674 


gi|219846664 
3377063 33785 


gi| 219846648 


Micr 
gi| 219846632 
Rhodospi 
gi| 219846583 


Desulfur 

219846579 

34946 
Pseu 


gi 


gi|219846573 


gi|219846565 


gi|219846564 


35875 


gi| 219846496 


219846468 


v 


, 


, 


, 


gi 


tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Amaricoccus. 


ref 
monospora rosari 
neae; 


ref 
03 3343371 Dactyl 
omonosporineae; 


ref 
22 3344899 Micro 
omonosporineae; 


ref 
50 3346425 Micro: 
omonosporineae; 


ref 
76 3347951 Micro: 
omonosporineae; 


ref 
02 3349477 Micromonospora coerulea 
omonosporineae; 


ref 
obiales; 


ref 
42 Kytococcus sedentarius Bacteria; 


ref 
98 3396650 Promic 
ococcineae; 


ref 
rillales; 


ref 
25 Desulfuromusa 
omonadaceae; 
ref 
39 3496156 Thermo 
donocardineae; P 


ref 
04 Agromyces ramosus Bacteria; 


ref 
76 Curtobacterium luteum Bacteria; 


ref 
98 Curtobacterium citreum Bacteria; 


ref 
Acetobacteraceae 


ref 
38 Gluconobacter 
raceae; 
ref 
07 3589069 Desulf 
esulfurellaceae; 
ref 
09 Alloiococcus 


ref 


NR_026282.1 


Micromonos 


NR_026281.1 


NR_026280.1 


NR_026279.1 


NR_026278.1 


NR_026277.1 


NR_026266.1 
3363492 336498 
Verruco: 


NR_026256.1 


Dermacoccaceae 
NR_026240.1 


Prom 
NR_026224.1 
3417892 341936 
Acetob 


NR_026175.1 


Des 
NR_026171.1 


NR_026165.1 


Microbacteriac 
NR_026157.1 


Microbacteriac 
NR_026156.1 


Microbacteriac 
NR_026121.1 
3569313 357079 
NR_026118.1 


Gluconob 
NR_026109.1 


NR_026088.1 


NR_026060.1 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Micromonospora 


monospora inositola 


Micromonosporaceae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 
Micromonospora 
Micromonosporaceae; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Kytococcus sedentarius 


; Kytococcus. 
Promicromonospora 

romonospora citrea 

icromonosporaceae; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Agromyces ramosus 


eae; Agromyces. 
Curtobacterium luteum 


eae; Curtobacterium. 
Curtobacterium citreum 


eae; Curtobacterium. 

Acetobacter aceti 
2 Acetobacter aceti 
; Acetobacter; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Desulfurella 
urella acetivorans 
Desulfurella. 
Alloiococcus otitis 


otitis Bacteria; 


Amaricoccus 


3654403 365582 


6 Amaricoccus 


162376 Bacteria_16S 


3708223 3708277 58 


112 


gi|219846431 


vanneervenii strain FC2 16S ribosomal RNA, partial sequence 37073 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


162376 Bacteria_16S 


3712761 3712815 58 


112 


gi|219846428 


auranticolor strain 253 16S ribosomal RNA, partial sequence 37119 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 
162376 Bacteria_16S 


3714222 3714276 58 


112 


gi| 219846427 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 


philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 


162376 Bacteria_16S 


verrucosospora strain A-184 16S ribosomal RNA, 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
162376 Bacteria_16S 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
162376 Bacteria_16S 


3724820 3724874 58 


Actinomadura. 
3726281 3726335 58 


Actinomadura. 
3727734 3727788 58 


112 gi|219846418|ref|NR_026009.1 

partial sequence 3724040 372545 
Actinomycetales; 

112 gi| 219846417 |ref|NR_026008.1 

sequence 3725501 372690 


112 


gi|219846416 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Actinomadura. 

162376 Bacteria_16S 3729188 3729242 58 112 gi|219846415 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Acti 
Thermomonosporaceae; Actinomadura. 

162376 Bacteria_16S 3730643 3730697 58 112 gi|219846414 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinocorallia. 

162376 Bacteria_16S 3736478 3736532 58 112 gi| 219846410 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
162376 Bacteria_16S 3737938 3737992 58 112 gi|219846409 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
162376 Bacteria_16S 3739402 3739456 58 112 gi| 219846408 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
162376 Bacteria_16S 3745258 3745312 58 112 gi|219846404 
strain 104 16S ribosomal RNA, partial sequence 3744485 37458 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
162376 Bacteria_16S 3746719 3746773 58 112 gi| 219846403 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
162376 Bacteria_16S 3748182 3748236 58 112 gi|219846402 
strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
162376 Bacteria_16S 3918073 3918127 58 112 gi| 219846282 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 
Spirilliplanes. 


Micromonosporaceae; 
162376 Bacteria_16S 


strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


162376 Bacteria_16S 


organovorum strain TFC 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
162376 Bacteria_16S 


strain PW2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


162376 Bacteria_16S 
strain Lhet2 16S 


162376 Bacteria_16S 


strain KLB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


162376 Bacteria_16S 


3942305 3942359 58 


3943766 3943820 58 


3945225 3945279 58 


3946686 3946740 58 


3948151 3948205 58 


3949607 3949661 58 


112 


112 


112 


112 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


112 


112 


strain 101 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 


sequenc 
Actino: 


gi|219846264 
3941522 39429 
Acetobacte 
219846263 
39429 


gi 


Rhodospirillales; 


gi|219846262 
3944448 39458 
Acetobacte 
gi|219846261 
3945905 39473 
Acetobacte 
gi|219846260 
3947368 39487 
Acetobacte 
219846259 


gi 


Actinomycetales; 


Actinomycetales; 


ref|NR_026022.1 


Verrucomicrobia 
ref |NR_026019.1 


ref|NR_026018.1 
3713443 371485 


ref |NR_026007.1 


ref|NR_026006.1 
3728410 372981 
nomycetales; Str 


ref|NR_026005.1 

3729869 373127 
tales; 
ref|NR_026001.1 


ineae; Streptosp 
ref|NR_026000.1 


ineae; Streptosp 
ref|NR_025999.1 


ineae; Streptosp 
ref|NR_025995.1 


ineae; Streptosp 
ref|NR_025994.1 


ineae; 
ref|NR_025993.1 


ineae; Streptosp' 
ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 


ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025852.1 


raceae; Acidocel 
ref |NR_025851.1 


raceae; Acidiphi 
ref|NR_025850.1 


raceae; Acidiphi 
ref|NR_025849.1 


Prosthecobacter 


88 3708856 Prosthecobacter vanneervenii 
c 


eae; Prosthecobacter. 
Actinoplanes 


82 3713392 Actinoplanes auranticolor 
Micromonosporineae; 


Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 


Micromonosporineae; 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


Actinomadura 
6 Actinomadura 


Streptosporangineae; 


Actinomadura macra 


59 Actinomadura macra Bacteria; 
Thermomonosporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 


Streptosporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Spirilliplanes 

6 Spirilliplanes 

monosporineae; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
; Acidiphilium. 

Acidocella facilis 


54 Acidocella facilis Bacteria; 


las 
Acidiphilium cryptum 


17 Acidiphilium cryptum Bacteria; 


lium. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 
Acidocella aminolytica 


3948831 3950236 Acidocella aminolytica Bacteria; 


162376 Bacteria_16S 
strain CM2104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


162376 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 
162376 Bacteria_16S 
strain JC1078 16S 


162376 Bacteria_16S 
strain HD9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 
strain DSA1 16S r 


162376 Bacteria_16S 
strain W4937 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 
nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 
162376 Bacteria_16S 
umidischolae stra 
umidischolae Bact 
Nocardiopsaceae; 
162376 Bacteria_16S 
roseosalivarius s 
roseosalivarius B 
Hymenobacter. 
162376 Bacteria_16S 
1787 16S ribosoma 
Firmicutes; Clost 
162376 Bacteria_16S 
strain 2502 16S r 


162376 Bacteria_16S 
aichiense strain 
Bacteria; Actinob 
Mycobacterium. 

162376 Bacteria_16S 
strain 47001 16S 


162376 Bacteria_16S 
strain 358 16S ri 


162376 Bacteria_16S 
burtonensis strai 
burtonensis Bacteria; 
162376 Bacteria_16S 

japonicum strain 

japonicum Bacteri 
Cryptosporangium. 
162376 Bacteria_16S 
effusa strain AP1 
Bacteria; Proteob 
162376 Bacteria_16S 
strain F12 16S ri 
Firmicutes; Bacil 
162376 Bacteria_16S 
F89 16S ribosomal 
Flavobacteria; Fl 
162376 Bacteria_16S 
atlanticus strain 
atlanticus Bacteria; 
162376 Bacteria_16S 
strain Al10 16S ri 


Actinomadura. 
162376 Bacteria_16S 


4011935 4011989 58 


ribosomal RNA, partial sequence 


4051311 4051365 58 


n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


4054267 4054321 58 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4110124 4110178 58 


bosomal RNA, partial sequence 


4111690 4111744 58 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4116134 4116196 50 


ribosomal RNA, partial sequence 


4206428 4206482 58 


train ALEN 2 16S ribosomal RNA, partia 
acteria; 


Proteobacteria; 


4217127 4217181 58 


in 66/93 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 


18925 18958 


train AA718 16S ribosomal RNA, partial 
acteria; 


Bacteroidetes; 


184526 184559 79 


1 RNA, partial sequence 
ridia; 


Clostridiales; 
225959 226012 59 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


227466 227519 59 


49005 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


228972 229025 59 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


230480 230533 59 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


264059 264092 79 


n ACAM 188 16S ribosomal RNA, 


Bacteroidetes; 
343205 343258 59 


YU 636-3 16S ribosomal RNA, partial se 


386768 386805 75 


03 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; 


423754 423799 67 


bosomal RNA, partial sequence 
lales; 


Bacillaceae; 
425343 425376 79 


RNA, partial sequence 
avobacteriales; 


443875 443908 79 


HTCC2559 16S ribosomal RNA, partial s 


Bacteroidetes; 
469718 469771 59 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


520387 520420 79 


112 gi|219846215|ref|NR_025805.1| Janibacter melonis 
4011119 4012597 Janibacter melonis Bacteria; 
ococcineae; Intrasporangiaceae; Janibacter. 
112 gi|219846186|ref|NR_025776.1| Nocardioides 
quence 4050504 4051877 Nocardioides 
Actinomycetales; Propionibacterineae; 
112 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
4053509 4054929 Serinicoccus marinus Bacteria; 
Micrococcineae; Intrasporangiaceae; Serinicoccus. 
112 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
4109294 4110810 Kribbella jejuensis Bacteria; 
Propionibacterineae; Nocardioidaceae; Kribbella. 
112 gi|219846144|ref|NR_025734.1| Kribbella solani 
4110861 4112376 Kribbella solani Bacteria; 
Propionibacterineae; Nocardioidaceae; Kribbella. 
112 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
4115405 4116807 Rhodococcus gordoniae Bacteria; 
Corynebacterineae; Nocardiaceae; Rhodococcus. 
112 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
1 sequence 4205616 4207035 Thioalkalivibrio 
Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
112 gi|219846063|ref|NR_025653.1| Nocardiopsis 
quence 4216320 4217772 Nocardiopsis 
; Actinomycetales; Streptosporangineae; 
79 112 gi|265679051|ref|NR_029359.1| Hymenobacter 
sequence 18082 19577 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
112 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Clostridiaceae; Clostridium. 
112 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
225125 226581 Mycobacterium chitae Bacteria; 
nebacterineae; Mycobacteriaceae; Mycobacterium. 
112 gi|265678911|ref|NR_029219.1| Mycobacterium 
nce 226632 228087 Mycobacterium aichiense 
ales; Corynebacterineae; Mycobacteriaceae; 
112 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
228138 229595 Mycobacterium obuense Bacteria; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
112 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
229646 231103 Mycobacterium aurum Bacteria; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
112 gi|265678884|ref|NR_029190.1| Psychroserpens 
partial sequence 263191 264674 Psychroserpens 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
112 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
quence 342395 343854 Cryptosporangium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
112 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
sequence 385921 387397 Hydrocarboniphaga effusa 
Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
112 gi|265678772|ref|NR_029077.1| Bacillus algicola 
422881 424425 Bacillus algicola Bacteria; 
Bacillus. 
112 gi|265678771|ref|NR_029076.1| Formosa algae strain 
424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteriaceae; Formosa. 
112 gi| 265678759 |ref|NR_029064.1| Croceibacter 
equence 443005 444493 Croceibacter 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
112 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
468944 470395 Actinomadura latina Bacteria; 
Streptosporangineae; Thermomonosporaceae; 
112 gi|265678705|ref|NR_029010.1| Flavobacterium 


micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 


Bacteria; 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavoba 


cteriaceae; 


Flavobacterium. 


162376 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; 


Bacteria; 


Firmicutes; 


Bacteria; 


Bacteroidetes; 


Firmicutes; 


Bacteroidetes; 


Bacteroidetes; 


strain IC166 16S 
Bacteroidetes; Fl 


162376 Bacteria_16S 


vladivostokensis 
vladivostokensis 
Vitellibacter. 


162376 Bacteria_16S 
1139 16S ribosoma 


Bacillales; Bacil 


162376 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


162376 Bacteria_16S 


strain I-132 16S 


Actinobacteria; Actinoba 
162376 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
162376 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


162376 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


162376 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


162376 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


162376 Bacteria_16S 


AT1047 16S riboso 
Flavobacteria; Fl 


162376 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


162376 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


Bacil 
162376 Bacteria_16S 
mesophilus strain 
Bactero 
162376 Bacteria_16S 
strain CK74 16S r 
Clost 
162376 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial 
Proteob 
162376 Bacteria_16S 
strain LAl 16S ri 
Fl 
162376 Bacteria_16S 
strain 19 16S rib 
Clost 
162376 Bacteria_16S 
ruestringensis st 
ruestringensis Ba 
162376 Bacteria_16S 
strain SS-2 16S r 
Sp 
162376 Bacteria_16S 
strain II-2 16S r 
Sp 
162376 Bacteria_16S 


585712 585757 
16S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
602207 602240 79 112 
2SM29 16S ribosomal RNA, parti 
idetes; Flavobacteria; Flavobac 
684123 684160 75 112 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridi 
728226 728263 75 112 
s 
acteria; Gammaproteobacteria; C 
744835 744868 79 112 
bosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
846420 846453 79 112 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridi 
864564 864597 79 112 
rain Bl 16S ribosomal RNA, part 
cteria; Bacteroidetes; Flavobac 
976525 976558 79 112 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacterial 
979463 979496 79 112 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacterial 
1028480 1028513 79 112 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1072513 1072546 79 112 
strain KMM 3516 16S ribosomal R 
Bacteria; Bacteroidetes; Flavob 


67 112 


1087403 1087448 67 112 


162376 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


partial sequence 


gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
584888 586308 Bacillus barbaricus Bacteria; 
gi|265678651|ref|NR_028956.1| Gelidibacter 
al sequence 601344 602854 Gelidibacter mesophilus 
teriales; Flavobacteriaceae; Gelidibacter. 
gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
683287 684723 Clostridium acidisoli Bacteria; 
aceae; Clostridium. 
gi| 265678563 |ref|NR_028867.1| Thiorhodospira 
equence 727370 728734 Thiorhodospira sibirica 
hromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
744001 745418 Psychroflexus tropicus Bacteria; 
Flavobacteriaceae; Psychroflexus. 
gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
845553 847081 Clostridium scindens Bacteria; 
aceae; Clostridium. 
gi| 265678469 |ref|NR_028772.1| Muricauda 
ial sequence 863710 865135 Muricauda 
teria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
gi|265678393|ref|NR_028695.1| Lewinella nigricans 
975693 977130 Lewinella nigricans Bacteria; 
es; Saprospiraceae; Lewinella. 
gi|265678391|ref|NR_028693.1| Lewinella cohaerens 
978631 980048 Lewinella cohaerens Bacteria; 
es; Saprospiraceae; Lewinella. 
gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
1027642 1029054 Cellulophaga algicola Bacteria; 
Flavobacteriaceae; Cellulophaga. 
gi| 265678329 |ref|NR_028631.1| Vitellibacter 
NA, partial sequence 1071687 1073086 Vitellibacter 
acteria; Flavobacteriales; Flavobacteriaceae; 
gi|265678318|ref|NR_028620.1| Bacillus akibai strain 


ria; Firmicutes; 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 
Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 


Kordia algicida strain 


1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 
laceae; Bacillus. 

1104003 1104040 75 112 gi|265678306|ref|NR_028608.1 
ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium 
ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 

1114665 1114718 59 112 gi|265678299|ref|NR_028600.1 
ribosomal RNA, partial sequence 1113840 11153 

cteridae; Actinomycetales; Kineosporiineae; Kineosporiace 

1116191 1116244 59 112 gi| 265678298 |ref|NR_028599.1 

ribosomal RNA, partial sequence 1115364 11168 
cteridae; Actinomycetales; Kineosporiineae; Kineosporiace 

1125356 1125389 79 112 gi| 224581403 |ref|NR_027184.1 
6S ribosomal RNA, partial sequence 1124514 11259 
avobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

1140412 1140449 75 112 gi|253680763|ref|NR_028011.1 
n E1L3A 16S ribosomal RNA, complete sequence 1139586 114102 
ria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Sali 

1167579 1167612 79 112 gi| 228719858 |ref|NR_027586.1 
ibosomal RNA, partial sequence 1166738 1168192 Psychroflexus 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psyc 

1173759 1173792 79 112 gi|228719222|ref|NR_027581.1 

16S ribosomal RNA, partial sequence 1172900 1174354 Capnoc 
cteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

1273350 1273383 79 112 gi|219846220|ref|NR_025810.1 
mal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacte 
avobacteriales; Flavobacteriaceae; Sejongia. 

1274772 1274805 79 112 gi|219846219|ref|NR_025809.1 

ribosomal RNA, partial sequence 1273959 12753 
avobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

1364247 1364280 79 112 gi|228719063|ref|NR_027579.1 

16S ribosomal RNA, partial sequence 1363415 1364816 Rumino 
irmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococ 

1374967 1375000 79 112 gi|228717906|ref|NR_027568.1 
1 RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Kordia. 


162376 Bacteria_16S 
strain TN-272 16S 


Firmicutes; 


neglectum strain 
Bacteria; 
Mogibacterium. 


162376 Bacteria_16S 
strain HM-7 16S r 


Firmicutes; 


Firmicutes; 


Clostridia; 
162376 Bacteria_16S 


1409380 1409413 79 


Clostridiales; 
1447789 1447826 75 


Clostridia; 
1464259 1464296 75 


Clostridiales; 
1617134 1617167 79 


ibosomal RNA, partial sequence 


112 


ribosomal RNA, partial sequence 
Clostridia; 
162376 Bacteria_16S 


112 


112 


112 


gi 


Clostridiaceae; 


gi 


P9a-h 16S ribosomal RNA, partial sequence 


Clostridiales; Clostr 


gi 


1463419 1464873 Mogibacterium 
Clostridiales Family XIII. 


gi 


224581401 


1408524 14099 
Clostridium. 


224581422 


224581410 


219878465 


antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 


antarcticus Bacteria; 


Algoriphagus. 


162376 Bacteria_16S 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus 
Sphingobacteriales; Cyclobacteriaceae; 


Bacteroidetes; 


Algoriphagus. 


162376 Bacteria_16S 
winogradskyi stra 
winogradskyi Bacteria; 


Algoriphagus. 


162376 Bacteria_16S 


strain LMG 21880 
Firmicutes; 


Halorhodospira. 


162376 Bacteria_16S 
decolorationis st 
decolorationis Bacteria; 
162376 Bacteria_16S 
myxococcoides str 
myxococcoides Bacteria; 


Sporocytophaga. 


162376 Bacteria_16S 


strain DSM 497 16 
Firmicutes; 


strain DSM 5651 1 


Proteobacteria; D 
162376 Bacteria_16S 


aerophilus strain 


aerophilus Bacteria; 
162376 Bacteria_16S 
joostei strain LM 


joostei Bacteria; 


162376 Bacteria_16S 
in LMG 13028 16S ribosomal RNA, partial 
Flavobacteria; 


scophthalmum stra 


scophthalmum Bacteria; 


Chryseobacterium. 


162376 Bacteria_16S 


strain NN0O15860 1 
Bacteroidetes; Fl 


162376 Bacteria_16S 


strain NN0O15840 1 
Bacteroidetes; Fl 


162376 Bacteria_16S 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


162376 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


162376 Bacteria_16S 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 


Sphingobacteria; 
162376 Bacteria_16S 
aquimarinus strai 
aquimarinus Bacteria; 


Bacillales; 
162376 Bacteria_16S 

neutrophila strai 
neutrophila Bacteria; 


Bacillales; 
162376 Bacteria_16S 


Bacteroidetes; 


1618657 1618690 79 


1620180 1620213 79 
Bacteroidetes; 
1621703 1621736 79 
Bacteroidetes; 
1630736 1630781 67 


Bacillaceae; 
1787481 1787518 75 


Proteobacteria; 
1802639 1802684 67 


Firmicutes; 
1818036 1818069 79 


Bacteroidetes; 
1842481 1842526 67 
Bacillaceae; 
1896025 1896062 75 
1906214 1906247 79 


Bacteroidetes; 
1919926 1919959 79 


Bacteroidetes; 
1921434 1921467 79 


Bacteroidetes; 
2063307 2063340 79 


avobacteria; 
2064830 2064863 79 


avobacteria; 
2078618 2078667 50 


eae; Propionibacterium. 
2080177 2080226 50 


eae; Propionimicrobium. 
2081729 2081778 50 


Bacillales; 


Sphingobacteria; 


112 


112 


112 


112 


112 


112 


112 


112 


S ribosomal RNA, partial sequence 
Bacillus. 


112 


112 


112 


112 


112 


112 


99 


99 


99 


gi 


gi 


gi 


in LMG 21969 16S ribosomal RNA, partial 
Sphingobacteria; 


gi 


gi 


gi 


gi 


ain DSM 11118 16S ribosomal RNA, partial 
Sphingobacteria; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


Sphingobacteriales; 


219878464 


219878463 


n LMG 21971 16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; 


219878462 


219878456 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


219878344 


n SG 3301 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219878334 


rain LMG 19507 16S ribosomal RNA, partial sequence 1801788 180329 
Bacillaceae; 


219878324 


219878307 


1841624 18431 


219878267 


6S ribosomal RNA, partial sequence 1895145 18966 
eltaproteobacteria; Desulfobacterales; 


219878259 


I/26Cor1 16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; 


219878248 


G 18212 16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 


219878247 
sequence 


Flavobacteri 


219878148 


6S ribosomal RNA, partial sequence 2062466 20639 


Flavobacteriales; Flavobacteriaceae; 


219878147 


6S ribosomal RNA, partial sequence 2063988 20654 


Flavobacteriales; Flavobacteriaceae; 


219878137 
sequence 


219878136 


in DSM 4903 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


219878135 


1446932 1448409 Mogiba 
idiales Family 


sequence 


Sphingobacteriales; 


Chromatiales; 


Bacillus. 


sequence 1817180 181866 
Sphingobacteriales; 


Desulfobacteraceae; 


Actinomycetales; Propionib 


Actinomycetales; Propion 


ref |NR_024719.1 


ref |NR_027203.1 


XIII. Incer 


ref|NR_027191.1 
Incertae Sedis; 
ref|NR_025604.1 

1616292 161776 
Cycloba 


ref|NR_025603.1 


ref |NR_025602.1 
1619338 162081 


ref|NR_025601.1 
1620861 162233 
Cyclob 


ref|NR_025595.1 


ref |NR_025483.1 
1786631 178798 
Ectothio 


ref|NR_025473.1 


ref |NR_025463.1 


Flexi 


ref |NR_025446.1 


ref |NR_025406.1 
59 Desulfococcus 
Desul 
NR_025398.1 
1905456 190681 
Flexibac 
NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 

1920604 192206 
ales; Flavobacte 


ref|NR_025287.1 
37 Cellulophaga 
Cellulophaga. 
ref|NR_025286.1 
61 Cellulophaga 
Cellulophaga. 
ref|NR_025276.1 

2077807 207932 


ref|NR_025275.1 
2079371 208087 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Algoriphagus 
4 Algoriphagus 
cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 
Algoriphagus. 


Algoriphagus 
0 Algoriphagus 


Cyclobacteriaceae; 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Bacillus 
0 Bacillus 


Sporocytophaga 
7 Sporocytophaga 


bacteraceae; 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 

Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 

Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


ref|NR_025274.1 


Propionibacterium 


2080923 2082426 Propionibacterium avidum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 


162376 Bacteria_16S 
Soel 16S ribosoma 
Gammaproteobacteria; 
162376 Bacteria_16S 
strain SW-72 16S 
Firmicutes; Bacil 
162376 Bacteria_16S 
KMM 3909 16S ribo 
Flavobacteria; Fl 
162376 Bacteria_16S 
omnivorum strain 
omnivorum Bacteria; 
162376 Bacteria_16S 


xinjiangense strain AS 1.2749 16S ribosomal RNA, partia 
xinjiangense Bacteria; 


162376 Bacteria_16S 
stercorarium subsp. 


Clostridiaceae; C 
162376 Bacteria_16S 


sublithincola strain QSSC9-3 16S ribosomal RNA, partial 
sublithincola Bacteria; 


162376 Bacteria_16S 


peptonophila strain KCTC 9740 16S ribosomal RNA, partia 
peptonophila Bacteria; 


162376 Bacteria_16S 
strain ACAM 81 16 
Bacteroidetes; Fl 
162376 Bacteria_16S 
strain KMM 3677 1 
Bacteroidetes; Fl 
162376 Bacteria_16S 
strain KMM 3676 1 
Bacteroidetes; Fl 
162376 Bacteria_16S 
strain KMM 3526 1 
Bacteroidetes; Fl 
162376 Bacteria_16S 


holothuriorum strain KMM 3524 16S ribosomal RNA, partia 
holothuriorum Bacteria; 


Salegentibacter. 
162376 Bacteria_16S 
strain KMM 3664 1 
Bacteroidetes; Fl 
162376 Bacteria_16S 
strain AM31D 16S 
Firmicutes; Bacil 
162376 Bacteria_16S 


limicola strain ST-82 16S ribosomal RNA, partial sequence 
Flavobacteriale 


Bacteria; 
162376 Bacteria_16S 


strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


162376 Bacteria_16S 


mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flavobacterial 


162376 Bacteria_16S 
CMN3 16S ribosoma 
Spirochaetales; 
162376 Bacteria_16S 
strain ATCC 70069 
Firmicutes; 
162376 Bacteria_16S 
strain DSM 10020 
Firmicutes; 
162376 Bacteria_16S 
hydrogenotrophica 
hydrogenotrophica 
162376 Bacteria_16S 


strain CIP 103259 16S ribosomal RNA, partial sequence 


1 RNA, partial sequence 


avobacteriales; 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


Bacteroidetes; 


1 RNA, partial sequence 
Spirochaetaceae; Borrelia; Borrelia burgdorferi g 


Clostridia; 


Clostridia; 


2089359 2089396 75 112 


Xanthomonadales; 


2095448 2095493 67 112 


ribosomal RNA, partial sequence 
lales; 


Bacillaceae; Bacillus. 
2096995 2097028 79 112 


somal RNA, partial sequence 2096154 2097581 Meson 
Flavobacteriaceae; 


2180259 2180292 79 112 


AS 1.2747 16S ribosomal RNA, partial sequence 
Flavobacteriale 


Bacteroidetes; Flavobacteria; 
2181775 2181808 79 112 


Bacteroidetes; 


2326120 2326153 79 112 


leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 
lostridium. 


2423397 2423430 79 112 

Bacteroidetes; 
2452090 2452135 67 112 
Firmicutes; Bacillales; 
2632677 2632710 79 112 


S ribosomal RNA, partial sequence 
avobacteria; 


Flavobacteriales; 
2684140 2684173 79 112 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriaceae 


Flavobacteriales; 
2685582 2685615 79 112 


6S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriaceae 


Flavobacteriales; 
2687051 2687084 79 112 


6S ribosomal RNA, partial sequence 2686201 26 
Flavobacteriaceae 


Flavobacteriales; 
2691538 2691571 79 112 


Bacteroidetes; 


2710981 2711014 79 112 


6S ribosomal RNA, partial sequence 2710175 27115 
Flavobacteriaceae 


Flavobacteriales; 
2726119 2726164 67 112 


ribosomal RNA, partial sequence 
lales; 


Bacillaceae; Bacillus. 
2742585 2742618 79 112 


Flavobacteria; 


2770868 2770917 50 99 


2813119 2813152 79 112 
2844945 2844998 59 112 


2846523 2846560 75 112 


7 16S ribosomal RNA, partial sequence 
Clostridiales Fami 


Clostridiales; 


3232005 3232050 67 112 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fami 


Clostridiales; 


3298732 3298765 79 112 


strain S5a36 16S ribosomal RNA, partial 
Bacteria; 


Firmicutes; 
3414287 3414347 52 


Clostridia; 
112 


Flavobacteria; 


leptospartum Bacteria; 


Flavobacteria; 


Thermoactinomyceta 


Flavobacteriaceae 


Flavobacteria; 


gi|219878130 


2088549 2089942 Nevsk 
Sinobacteraceae; 


Nevskia. 
gi|219878125 
2094597 20961 
gi|219878124 
Mesonia. 
gi|219857613 


219857612 
1 sequence 
avobacteri 
219857512 
ribosomal 


gi 


FL 
gi 


219857443 
sequence 
lavobacter 
219857418 
1 sequence 


gi 
F 
gi 
gi| 219857237 
2631843 26332 


gi|219857200 


219857199 
861 


gi 


219857198 
876 


gi 


219857195 
1 sequence 
lavobacter 


gi 


F 


gi|219857181 


gi|219857170 
2725265 27267 


219857159 
27417 
s; Flavoba 
219857137 


gi 
gi 
gi| 219857108 


219856894 


219856893 

28456 
ly XIII. 
219846766 


gi 


gi 


ly XI. I 
219846722 
sequenc 
stridiales 
219846635 


gi 


Clo 


Firmicutes; 


cteriaceae; 


eae; 


es; 


ncertae Sedis; 


e 3297885 32993 


ref |NR_025269.1 
ia ramosa Bacter 


ref|NR_025264.1 


Nevskia ramosa strain 
ia; Proteobacteria; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


ref 
iaa 


NR_025263.1 
lgae Bacteri 
ref|NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 

180937 218240 
ales; Flavobacte 
ref|NR_025100.1 
RNA, partial seq 


is} 


ref|NR_025031.1 
2422553 242399 
iales; Flavobact 
ref|NR_025006.1 
2451243 245274 
ceae; Seinonella 
ref|NR_024865.1 


96 Flavobacterium 
avobacterium. 


; FL 


ref|NR_024828.1 


16 Zobellia russe 


; Zobellia. 
ref |NR_024827.1 


Clostridia; 


Mesonia algae strain 
a; Bacteroidetes; 


Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 

riaceae; Flavobacterium. 
Clostridium 

uence 2325260 2326777 

Clostridiales; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Seinonella 
3 Seinonella 
Flavobacterium xanthum 
xanthum Bacteria; 


Zobellia russellii 
llii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


; Zobellia. 
ref |NR_024826.1 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


; Zobellia. 
ref |NR_024823.1 
2690706 269211 
iales; Flavobact 


ref|NR_024809.1 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


Cellulophaga pacifica 


47 Cellulophaga pacifica Bacteria; 


; Ce 
ref 


llulophaga. 
NR_024798.1 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


ref |NR_024787.1 
27 2743201 Flavob 
Flav 


ref|NR_024765.1 


Flavobacterium 
acterium limicola 
obacterium. 
Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


Nocardiacea 
ref |NR_024736.1 

2812273 281371 
Flavobacteri 
ref|NR_024713.1 
lia sinica Bacte 
roup. 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_026358.1 
56 Peptoniphilus 
P 
NR_026314.1 
4 


ref 


autia. 
NR_026227.1 


Bl 
ref 


gi 


e; Rhodococcus. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 

Borrelia sinica strain 

ria; Spirochaetes; 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 

Blautia 

2 Blautia 


Actinomyces israelii 


3413473 3414913 Actinomyces israelii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


162376 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


162376 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. thermol 


Clostridiaceae; C 


162376 Bacteria_16S 


strain 1066 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
162376 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


162376 Bacteria_16S 


salegens strain D 
salegens Bacteria 


162376 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


162376 Bacteria_16S 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 


hibernum Bacteria 


162376 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


162376 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


162376 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 
162376 Bacteria_ 
strain KMM 6017 1 
Bacteroidetes; Sp 
162376 Bacteria 
strain KMM 6050 1 
Bacteroidetes; Fl 
162376 Bacteria 
strain KMM 6020 1 
Bacteroidetes; Fl 
162376 Bacteria 
strain KMM 6034 
Bacteroidetes; 


FL 


162376 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


162376 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


162376 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


162376 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


16S 


16S 


16S 


16S 


3544245 3544290 67 112 
6S ribosomal RNA, complete sequ 
lales; Bacillaceae; Bacillus. 
3582178 3582211 79 112 
p. thermolacticum strain TX41 1 
lostridium. 
3615895 3615948 59 112 
ibosomal RNA, partial sequence 


3702249 3702282 79 112 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
3814722 3814755 79 112 
SM 5424 16S ribosomal RNA, part 
Bacteroidetes; Flavobacteria; 
3834447 3834480 79 112 
somal RNA, partial sequence 383 
ridiales; Ruminococcaceae; Rumi 
3843554 3843587 79 112 


v 


Bacteroidetes; Flavobacteria; 
3864729 3864762 79 112 
16S ribosomal RNA, partial seq 
cteroidia; Bacteroidales; Riken 
3932244 3932289 67 112 
IFU 12706 16S ribosomal RNA, co 
Firmicutes; Lactobacillales; 
3982096 3982129 79 112 
6S ribosomal RNA, partial seque 
avobacteria; Flavobacteriales; 
3985086 3985119 79 112 
6S ribosomal RNA, partial seque 
hingobacteria; Sphingobacterial 
3986566 3986599 79 112 
6S ribosomal RNA, partial seque 
avobacteria; Flavobacteriales; 
3988043 3988076 79 112 
6S ribosomal RNA, partial seque 
avobacteria; Flavobacteriales; 
3989521 3989554 79 112 
6S ribosomal RNA, partial seque 
avobacteria; Flavobacteriales; 
3991012 3991045 79 112 
somal RNA, partial sequence 399 
avobacteriales; Flavobacteriace 
3992508 3992541 79 112 
n KMM 6049 16S ribosomal RNA, p 
ria; Bacteroidetes; Flavobacter 
4013496 4013529 79 112 
6S ribosomal RNA, partial seque 
avobacteria; Flavobacteriales; 
4014975 4015008 79 112 


v 


, 


162376 Bacteria_16S 
thalassocola strain KMM 3907 16S ribosomal RNA, partial 


thalassocola Bact 
Winogradskyella. 


162376 Bacteria_16S 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 40 


Firmicutes; Clost 


Mahella. 


162376 Bacteria_16S 
strain KMM 3951 16S ribosomal RNA, partial sequence 4086933 40 


Bacteroidetes; Fl 


162376 Bacteria_16S 
strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 40 


Bacteroidetes; Fl 


162376 Bacteria_16S 


KMM 3906 16S ribosomal RNA, pa 
ia; Bacteroidetes; Flavobacteri 
4016454 4016487 79 112 


eria; Bacteroidetes; Flavobacte 


4076926 4076971 67 112 
ridia; Thermoanaerobacterales; 


4087786 4087819 79 112 


avobacteria; Flavobacteriales; 
4089277 4089310 79 112 


avobacteria; Flavobacteriales; 
4090766 4090799 79 112 


acticum Bacteria; 


gi|219846547 
ence 3543393 35448 


219846521 
somal RNA, 


gi 
6S ribo 


gi|219846495 
3615060 36165 


nebacterineae; Mycobacteri 
gi|219846435|ref|NR_026026.1 
3701387 37028 
Flavobacteriaceae; Gelidibacter. 
gi|219846353|ref|NR_025944.1 
ial sequence 3813879 381534 
Flavobacteriales; Flavobacteriac 
gi|219846339|ref|NR_025929.1 
3603 3835009 Ruminococcus albus 7 
nococcus. 
gi| 219846333 |ref|NR_025923.1 
equence 3842717 384417 
Flavobacteriales; Flavobacteriac 
gi|219846319|ref|NR_025909.1 
uence 3863852 3865319 Alisti 
ellaceae; Alistipes. 
gi|219846272|ref|NR_025862.1 
mplete sequence 3931373 393277 
Carnobacteriaceae; Granulicatell 
gi| 219846237 |ref|NR_025827.1 
nce 3981260 39826 
Flavobacteriaceae; Bizionia. 
gi|219846235|ref|NR_025825.1 
nce 3984248 39856 
es; Flammeovirgaceae; Roseivirga. 
gi|219846234|ref|NR_025824.1 
nce 3985718 39871 
Flavobacteriaceae; Gramella. 
gi| 219846233 |ref|NR_025823.1 
nce 3987206 39886 
Flavobacteriaceae; Aquimarina. 
gi|219846232|ref|NR_025822.1 
nce 3988683 39901 
Flavobacteriaceae; Gillisia. 
gi|219846231|ref|NR_025821.1 
0163 3991609 Pibocella ponti Bacte 
ae; Pibocella. 
gi|219846230|ref|NR_025820.1 
artial sequence 3991660 399309 
ia; Flavobacteriales; Flavobacter 
gi|219846214|ref|NR_025804.1 
nce 4012648 40140 
Flavobacteriaceae; Winogradskyell 
gi| 219846213 |ref|NR_025803.1 
rtial sequence 4014130 401555 
a; Flavobacteriales; Flavobacteri 
gi|219846212|ref|NR_025802.1 
sequence 4015607 401703 
ria; Flavobacteriales; Flavobacte 
gi|219846168|ref|NR_025758.1 
776 
Thermoanaerobacterales Family IV. 
gi|219846161|ref|NR_025751.1 
883 
Flavobacteriaceae; Maribacter. 
gi|219846160|ref|NR_025750.1 
898 
Flavobacteriaceae; Maribacter. 
gi|219846159|ref|NR_025749.1 


Firmicutes; 


ref|NR_026139.1 


ref 
par 


NR_026113.1 
tial sequenc 


ref |NR_026087.1 
15 Mycobacterium 


Clostridia; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Gelidibacter algens 


64 Gelidibacter algens Bacteria; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Ruminococcus albus 
Bacteria; Firmicutes; 


Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Alistipes putredinis 
pes putredinis Bacteria; 


Granulicatella 
8 Granulicatella 


a. 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 
Winodgradskyella 

6 Winodgradskyella 

aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 

riaceae; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; 


Flavobacteriaceae 


; Maribacter. 


162376 Bacteria_16S 
sedimenticola str 
sedimenticola Bacteria; 
162376 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


162376 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; 


strain KMM 3902 1 
Bacteroidetes; 
Bacillales; 


strain Y10-2 16S 
Bacteroidetes; Fl 


162376 Bacteria_16S 
strain SW49 16S ribosomal RNA, partial sequence 


Bacteroidetes; Fl 


162376 Bacteria_16S 


flavescens strain 
Bacteria; Actinob 
Microbacterium. 


162376 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; 


strain HKI0088 16 


strain Z-7937 16S 
Firmicutes; Clost 


162376 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


162376 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


cellulans strain 
cellulans Bacteri 
Promicromonospora 


162376 Bacteria_16S 


strain 136 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
162376 Bacteria_16S 


strain CE40 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
162376 Bacteria_16S 


ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 


162376 Bacteria_16S 
in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


162376 Bacteria_16S 


strain 27 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 


strain ST26 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 


strain ST50 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 


strain 55134 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


G 
162376 Bacteria_16S 


4092262 4092295 79 112 

Bacteroidetes; 
4102639 4102684 67 112 
lales; Bacillaceae; Bacillus. 
4114776 4114809 79 112 


Flavobacteriales; 
4162481 4162514 79 £12 


Flavobacteriales; 
4221747 4221792 67 112 


Anaerobacillus. 
4227751 4227784 79 112 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
4229223 4229256 79 112 


avobacteria; 
32746 


Flavobacteriales; 
32782 76 112 


44661 44697 
ribosomal RNA, 


76 112 


65996 66032 76 112 


91363 91415 60 112 


ridia; Halanaerobiales; 
105327 105363 76 112 
tes; Clostridia; 
109803 109839 76 
RNA, partial sequence 


112 


119137 119173 76 112 


ribosomal RNA, partial sequence 


complete sequence 
ammaproteobacteria; Oceanospirillales; 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
162376 Bacteria_16S 
ribosomal RNA, partial sequence 


gi 


ain KMM 3903 16S ribosomal RNA, partial 
Flavobacteria; 


gi 
41 


gi 


6S ribosomal RNA, partial sequence 4113936 41 
Flavobacteria; 
162376 Bacteria_16S 


gi 


gi 


gi 


4226906 42283 
Flavobacteriaceae; 


gi 


4228378 42297 
Flavoba 


gi 


401 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 
43 


gi 
65 


gi 


90540 
Halobacteroidaceae; 


gi 


t8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


gi 


Actinomycetales; Micrococcineae; Micr 
162376 Bacteria_16S 


gi 


219846158 


219846151 
01786 41 


219846141 


219846106 


6S ribosomal RNA, partial sequence 4161641 41630 
Flavobacteria; 
162376 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 
Bacillaceae; 
162376 Bacteria_16S 


Flavobacteriaceae; 


219846060 


4220889 4222400 Bacil 


219846050 


219846049 


265679042 


265679034 
805 


265679020 
168 


265679002 
92000 


265678993 
10448 


265678989 


265678983 


DSM 43879 16S ribosomal RNA, partial sequence 


Cellulosimicrobium. 
120640 120676 76 112 
bosomal RNA, partial sequence 


ceae; 


123728 123764 76 112 
ibosomal RNA, partial sequence 


134397 134433 76 112 


135878 135914 76 112 


Actinomyces. 
137345 137381 76 
osomal RNA, partial sequence 


112 


138904 138940 76 112 
ibosomal RNA, partial sequence 


140433 140469 76 112 
ibosomal RNA, partial sequence 


144950 144986 76 112 
ribosomal RNA, partial sequence 


162376 Bacteria_16S 


158699 158735 76 112 


gi 


265678982 


119823 12132 


gi 


265678980 


122905 12429 


gi 


n NC 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


265678973 
13354 


265678972 


265678971 


136495 13800 


Micrococcineae; 


gi 


265678970 


138055 13953 


Micrococcineae; 


gi 


265678969 


139582 14105 


Micrococcineae; 


gi 


265678966 


144082 14559 


gi 


265678957 


arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 


sequence 
Flavobacter 


031 


153 


Flavobacteriaceae; Ulvibacter. 


31915 
Micrococ 


45323 
Halomonadaceae; 


66643 
ococcineae; 


ococcineae; 


1 sequence 
Actinomyceta 


ref 


ref 


ref 


ref 


ref 


lus 


ref 


ref 


ref 


ref 


ref 


Bo 


ref 


ref 


ref 


108968 110448 Kocuria varians Bacte 
ococcaceae; 


Ko 
ref 

1 
ref 
Ce 


ref 


ref 


ref 


ref 


Ce 
ref 


Sa 
ref 


Sa 
ref 


Jo 


4091411 40928 


iales; Flavobacteriaceae; Maribacter. 


33385 


6 105949 Thermo 
Thermoanaer 


18321 11977 
a; Actinobacteria; Actinobacteridae; Actinomycetales 


2 Cellulomonas 


8 Cellulomonas 
ococcineae; Ce 


6 135015 Arthro 


Micrococ 


135066 13644 
Actinomycineae; 


NR_025748.1 


4 


NR_025741.1 


NR_025731.1 


NR_025696.1 


NR_025650.1 


NR_025640.1 


NR_025639.1 


NR_029350.1 


NR_029342.1 


NR_029328.1 


goriellaceae 
NR_029310.1 


lla. 
NR_029301.1 


obacteraceae 
NR_029297.1 


Curia. 
NR_029291.1 
2 
3 Micrococci 
NR_029290.1 


1llulomonadac 
NR_029288.1 


1llulomonadac 
NR_029281.1 


cineae; Micr 
NR_029280.1 


4 
les; 


NR_029279.1 


1llulomonadac 
NR_029278.1 


nguibacterac 
NR_029277.1 


nguibacterac 
NR_029274.1 


nesiaceae; J 


ref 


macyae Bacteria; 


Maribacter 
9 Maribacter 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 
Algibacter. 


Bacillus macyae strain 
Firmicutes; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 
Aequorivita. 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 
cteriaceae; Aequorivita. 


Microbacterium 


Microbacterium flavescens 
cineae; Microbacteriaceae; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 
Carnimonas. 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Natroniella acetigena 


Natroniella acetigena Bacteria; 
Natronie 


Thermoanaerobacter 

anaerobacter wiegelii 

; Thermoanaerobacter. 
Kocuria varians strain 

ria; Actinobacteria; 


Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Actinomyces 
Actinomyces 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


1 Sanguibacter suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


8 Sanguibacter inulinus Bacteria; 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 
Micrococcineae; 


onesia. 


NR_029265.1 


Microbacterium 


157869 159336 Microbacterium 


arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


162376 Bacteria_ 


aurantiaca strain 
Proteob 
162376 Bacteria_16S 
acetylenicus stra 
acetylenicus Bacteria; 


Bacteria; 


Pelobacter. 


162376 Bacteria_16S 
proteolyticus str 
proteolyticus Bacteria; 
Coprothermobacter. 
162376 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
162376 Bacteria_16S 
strain Benl02 16S 


Thermoanaerobacterales; 
162376 Bacteria_16S 

strain KS 0043 16S ribosomal RNA, 
Proteobacteria; B 
162376 Bacteria_16S 
strain HO14 16S r 


Spirochaetes; 


162376 Bacteria_16S 


strain YIM 70081 


Spirochaetales; 


16S 192226 192262 76 


199857 199893 76 
Proteobacteria; 
202930 202974 68 

Firmicutes; 


204532 204568 76 


250617 250669 60 


252099 252151 60 


270014 270050 76 


308059 308095 76 


311064 311100 76 


359510 359546 76 


Clostridia; 


in H-6-12 16S ribosomal RNA, 
eria; Dictyoglomi; Dictyoglomales; Dictyoglomace 


ibosomal RNA, partial sequence 
Spirochaetaceae; 


112 


112 


112 


112 


112 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
162376 Bacteria_16S 
strain Benl104 16S 


112 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
162376 Bacteria_16S 
polysaccharolytic 


112 


112 


112 


112 


gi 


JB103 16S ribosomal RNA, partial sequence 19135 
acteria; Gammaproteobacteria; 


gi 


in WoAcyl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 


ain BT 16S ribosomal RNA, partial sequence 20208 
Thermoanaerobacte 


gi 


complete 


gi 


249819 25124 


gi 


251300 25272 


gi 


um strain KMTHCJT 16S ribosomal RNA, partial seq 
Thermoanaerobacterium polysaccharolytic 
Thermoanaerobacterales 


um Bacteria; 
Family I 


gi 


complete sequence 307188 30872 
etaproteobacteria; Burkholderiales; Comamonadace 


gi 


310195 31168 
Borrelia; 


gi 


16S ribosomal RNA, partial sequence 358665 36015 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


162376 Bacteria_16S 
sandarakina strai 
sandarakina Bacte 


Nesterenkonia. 


162376 Bacteria_16S 
castelarensis str 


castelarensis Bac 


hebeiensis strain 
hebeiensis Bacter 


strain XILO8 16S 


361056 361092 76 


368470 368506 76 


Streptomyces. 
374446 374482 76 


Kitasatospora. 
403627 403663 76 


Streptomyces. 
406727 406763 76 
ribosomal RNA, 


ain BJ-608 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 
Streptomycetaceae; 
162376 Bacteria_16S 
nipponensis strai 
nipponensis Bacte 
Streptomycetaceae; 
162376 Bacteria_16S 
YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

Streptomycetaceae; 
162376 Bacteria_16S 


n HKI 0315 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


112 gi 
112 gi 
partial 


112 


112 


112 


complete sequence 


gi 


partial 


gi 


gi 


405881 40739 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 


162376 Bacteria_16S 
SFOp68 16S ribosomal RNA, partial seq 
ia; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
162376 Bacteria_16S 


ferralitis strain 
ferralitis Bacter 


strain YIM 70085 


409783 409819 76 


Streptomyces. 
422183 422219 76 


112 


112 


gi 


gi 


16S ribosomal RNA, partial sequence 421328 42283 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


162376 Bacteria_16S 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


162376 Bacteria_16S 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


162376 Bacteria_16S 


subsp. 


426889 426925 76 


esterenkonia. 
429976 430012 76 


431480 431516 76 


112 


112 


112 


gi 


gi 


265678935 


265678930 
Desul 


265678928 


265678927 
sequence 


265678895 


265678894 


265678880 


II. Incert 
265678855 


265678853 


Borrelia 
265678815 


ococcineae 

265678814 
sequence 
Actinomyc 


265678809 
sequence 
e; Actinom 
265678805 
sequence 


Actinomyc 
265678786 
quence 
265678784 
ococcineae 
265678782 
uence 
265678773 
ococcineae 


265678770 
1 sequence 


265678768 
sequence 


gi 


Firmicutes; 


Actinomycetales; 


Actinomycetales; 


e; Actinomycetales; 


; Actinomycetales; 


ref|NR_029243.1 


ref|NR_029238.1 
198985 200521 


ref|NR_029236.1 


rales; 


ref |NR_029235.1 

203662 205201 
ae; 
ref |NR_029203.1 
aceae; Amaricocc 
ref|NR_029202.1 


aceae; Amaricocc 
ref |NR_029186.1 
uence 269183 


ae Sedis; 
ref|NR_029161.1 


ae; Comamonas. 
ref|NR_029159.1 
7 Borrelia 


ref|NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029119.1 

360205 361665 
etales; Micrococ 


NR_029114.1 
367645 369119 
ycetales; Strept 


ref|NR_029110.1 
373661 375050 
etales; 


ref|NR_029091.1 
402781 404300 
Streptomy 


ref|NR_029089.1 


; Promicromonosp: 


ref |NR_029087.1 

408966 410455 
Streptomy 
ref |NR_029078.1 
; Yaniellaceae; 


ref|NR_029075.1 
426041 427535 


Microc 
ref |NR_029073.1 
429128 430610 


Microco 


265678767 


rosea strain MDA5605 16S ribosomal RNA, partial sequence 


Dictyoglomus. 


Clostridia; 
Thermoanaerobacterium. 


Methylomonas 


7 192822 Methylomonas aurantiaca 
Methylococcales; Methylococcaceae; 


Methylomonas. 
Pelobacter 
Pelobacter 


furomonadales; Pelobacteraceae; 


Coprothermobacter 


7 203611 Coprothermobacter 
Thermodesulfobiaceae; 


Dictyoglomus 
Dictyoglomus 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Thermoanaerobacterium 
270620 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Borrelia japonica 


japonica Bacteria; 
burgdorferi group. 


Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Streptomyces 
Streptomyces 
omycineae; 


Kitasatospora 
Kitasatospora 


Streptomycineae; 


Streptomyces 
Streptomyces 
cineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 
Streptomyces 
Streptomyces 


cineae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


ref|NR_029072.1 
430661 432145 


Roseomonas gilardii 
Roseomonas gilardii 


subsp. 
Roseomonas. 
162376 Bacteria_ 


putterlickiae strain F18-98 16S ribosomal RNA, 
putterlickiae Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Kitasatospora. 


162376 Bacteria_ 
strain E7107 16S 


16S 436187 436223 76 112 


gi 
partial 


16S 446939 446975 76 112 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


162376 Bacteria_ 


strain 5424 16S r 


16S 448471 448507 76 112 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


162376 Bacteria_ 


J18 16S ribosomal 


Actinobacteridae; 
162376 Bacteria_ 
strain QH3A7 16S 


162376 Bacteria_ 


kerguelensis stra 
kerguelensis Bact 


Arthrobacter. 


162376 Bacteria_16S 
gangotriensis str 
gangotriensis Bac 
Micrococcaceae; Arthrobacter. 
162376 Bacteria_16S 
defluvii strain B 
Proteob 
162376 Bacteria_16S 


Bacteria; 
strain BSB 41.8 1 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain TMAO3 16S 
Firmicutes; 


162376 Bacteria_16S 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 
162376 Bacteria_16S 


strain 173-96 16S 


162376 Bacteria_16S 
ludipueritiae str 


ludipueritiae Bac 
Roseomonas. 


162376 Bacteria_16S 


strain R9242 16S 


162376 Bacteria_16S 


valerianellae str 


B 


Clost 


16S 466737 466773 76 
RNA, partial sequence 


112 gi 


16S 489788 489824 76 112 
ribosomal RNA, complete sequence 


gi 


16S 494438 494474 76 112 


gi 


495943 495979 76 112 


gi 


499042 499078 76 112 


gi 


500594 500630 76 112 


gi 


534095 534131 76 112 
bosomal RNA, partial sequence 


gi 


537147 537183 76 
osomal RNA, partial sequence 


112 gi 


446125 44760 


447654 44913 


465880 467346 Rothi 
Actinomycetales; Micrococcineae; Micr 


488917 49045 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


ain LzlYy 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


6S ribosomal RNA, partial sequence 499730 50125 
etaproteobacteria; Burkholderiales; Co: 
162376 Bacteria_16S 
strain K1l1 16S ri 
B 


533233 53475 
etaproteobacteria; Burkholderiales; Co: 
162376 Bacteria_16S 
strain CR 16S rib 
E 


536318 53780 
psilonproteobacteria; Nautiliales; Nau 
162376 Bacteria_16S 


265678764 
sequence 


265678757 


Acetobacte 
265678756 


Acetobacte 
265678740 


ococcaceae 
265678725 


ococcineae 
265678722 
quence 

Actinomy 


v 


265678721 
quence 


265678719 
ence 49817 
riales; Co 
265678718 


mamonadace 
265678696 


mamonadace 
265678694 


tiliaceae; 


ref 


435340 43687 
e; Actinomycet 


ref 


NR_029069.1 
1 


ales; Strep 


NR_029062.1 


rte 


rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Kitasatospora 
Kitasatospora 
omycineae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


race 


ref 


ae; Roseomo 
NR_029061.1 


n 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


race 


ref 


a amarae Bacter 
Ro 


a 
ref 


ae; Roseomo 
NR_029045.1 
i 
belae ao 
NR_029030.1 


n 


as. 
Rothia amarae strain 
a; Actinobacteria; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


; Jonesiaceae; Jonesia. 
ref|NR_029027.1] Arthrobacter 
493586 495067 Arthrobacter 
cetales; Micrococcineae; Micrococcaceae; 
ref|NR_029026.1] Arthrobacter 
495118 496571 Arthrobacter 


e; Actinomycet 


ref 


8 499679 Hydro 
mamo 


ref 


ales; Microc 
NR_029024.1 
g 
nadaceae; Hy 


NR_029023.1 


occineae; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ae; 
ref 


Hydrogenopha 
NR_029001.1 


ga. 
Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


ae; 
ref 


2 Caminibacter 
Caminibacter. 


Ottowia. 
NR_028999.1 


Caminibacter profundus 


profundus Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Streptomyces 
Streptomyces 
mycineae; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


549377 549413 76 112 gi|265678686|ref|NR_028991.1 

ribosomal RNA, partial sequence 548509 55004 

ridia; Clostridiales; Veillonellaceae; Sporomusa. 
553954 553990 76 112 gi| 265678683 |ref|NR_028988.1 
in CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 

; Streptomyces. 

560101 560137 76 112 gi| 265678679 |ref|NR_028984.1 

ribosomal RNA, partial sequence 559287 56077 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
561638 561674 76 112 gi| 265678678 |ref|NR_028983.1 
ain 170-96 16S ribosomal RNA, partial sequence 560822 562307 
teria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 
569238 569274 76 112 gi| 265678673 |ref|NR_028978.1 
ribosomal RNA, partial sequence 568394 569881 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
576726 576762 76 112 gi| 265678668 |ref|NR_028973.1 
ain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 


valerianellae Bac 


162376 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


162376 Bacteria_16S 


strain B22P3 16S 


teria; Proteobacteria; Betaproteobacte 
582737 582773 76 112 gi 
ibosomal RNA, partial sequence 


599090 599126 76 112 
ribosomal RNA, partial sequence 


gi 


581868 58337 


598291 59976 


ria; Burkh 
265678664 


265678653 


olde 


ref 


riales; Coma 
NR_028969.1 


as. 
Roseomonas 
Roseomonas 
etobacteraceae; 


Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


ref 


1 Streptomyces 


NR_028958.1 


treptomyceta 


599812 60129 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; S 
162376 Bacteria_16S 600620 600656 76 112 gi| 265678652 |ref 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Streptomyces. 

162376 Bacteria_16S 619132 619168 76 112 gi| 265678639 |ref 


aerolatum strain V-73 16S ribosomal RNA, partial sequence 


NR_028957.1 
3 
Pp 


tales; Stre 


NR_028944.1 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Microbacterium 


618371 619715 Microbacterium aerolatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


162376 Bacteria_16S 


hydrogeniphilus strain AM1116 16S ribosomal RNA, partia 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteo 


162376 Bacteria_16S 
strain Z 4493 16S 
Firmicutes; 
162376 Bacteria_16S 


620580 620616 76 


632696 632740 68 


Clostridiales; 
635765 635801 76 


112 


112 


ribosomal RNA, partial sequence 


Clostridia; Eubacteriaceae; 


112 


gi 


gi 


265678638 


bacteria; 
265678629 


631874 63335 


gi 


265678627 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


162376 Bacteria_16S 


lacusekhoensis strain EL-30 16S ribosomal RNA, 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


641933 641969 76 


Micrococcaceae; Nesterenkonia. 


162376 Bacteria_16S 

H 1 16S ribosomal RNA, 
Clostridia; 
162376 Bacteria_16S 


643502 643538 76 
partial sequence 


Clostridiales; Veillonellaceae; 


646631 646667 76 


112 


112 


642624 644123 Sporomusa 
Sporomusa. 


112 


strain CMS90 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


162376 Bacteria_16S 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinomycetales; Micrococcineae; Micr 


Actinobacteridae; 
162376 Bacteria_16S 


melanosporofaciens strain NRRL B-12234 16S ribosomal RN. 
melanosporofaciens Bacteria; Actinobacteria; Actinobact 
Streptomyces. 


Streptomycetaceae; 
162376 Bacteria_16S 


entanii strain LTH4560 16S ribosomal RNA, partial seque 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
162376 Bacteria_16S 
strain M343/98/2 


162376 Bacteria_16S 
lacustris strain 


Friedmanniella. 
162376 Bacteria_16S 


strain MDA5527 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


162376 Bacteria_16S 


strain 9A01 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


162376 Bacteria_16S 


tjernbergiae strain 7N16 16S ribosomal RNA, partial seq 
Gammaproteobacte 


tjernbergiae Bacteria; 
Acinetobacter. 
162376 Bacteria_16S 
strain AB1110 16S 


162376 Bacteria_16S 


strain B2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


162376 Bacteria_16S 


valvarum strain MDA3079 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
162376 Bacteria_16S 


cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteri 


Promicromonosporaceae; 
162376 Bacteria_16S 


beijiangensis strain YIM6 16S ribosomal RNA, partial se 
beijiangensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 


Streptomycetaceae; 
162376 Bacteria_16S 


ferriphilum strain P3a 16S ribosomal RNA, partial seque 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; L 


162376 Bacteria_16S 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial se 
Deltaproteobacte 


conservatrix Bacteria; 
Desulforegula. 
162376 Bacteria_16S 


648163 648199 76 


656943 656979 76 


667602 667638 76 


673690 673726 76 


705220 705256 76 


741861 741897 76 


747621 747656 76 


750371 750406 76 
Proteobacteria; 


751746 751781 76 
753121 753156 76 
754551 754587 76 


782210 782246 76 


Xylanimonas. 
786777 786813 76 


795910 795946 76 


853714 853746 80 
Proteobacteria; 


872111 872147 76 


112 


112 


112 


112 


112 


EL-17a 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


112 


112 


112 


112 


ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


112 


Pseudomonadales; M 


112 gi 
Cardioba 
112 gi 


112 


112 


112 


112 


partial 


Rhodospi 


gi 


gi 


gi 


645783 647259 Arthrobacter 
ococcineae; 


gi 


gi 


gi 


gi 


gi 


gi 


265678623 
sequence 


265678622 


265678620 


265678619 


265678612 


265678604 
nce 66678 
rillales; 

265678600 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


265678579 
ence 70441 
ales; 


265678553 


741046 74252 


gi 


265678548 


746844 74816 


gi 


gi 


265678546 
uence 
ria; 


265678545 


750969 75229 


gi 


265678544 


752344 75366 


gi 


gi 


gi 


265678543 
ence 75371 
cteriales; 
265678524 
sequence 
dae; 


265678521 
quence 


265678515 
nce 79504 
eptospiril 
265678477 
quence 

ria; Desul 


gi 


265678464 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 


1 sequence 


Actinomycetales; 


ococcaceae; 


A, partial 
eridae; Actinomycetales; S 


oraxellaceae; 


Pseudomonadales; 


oraxellaceae; 


oraxellaceae; 


Actinomycetales; 


e; Actinomycetales; 


ref |NR_028943.1 
19766 621178 
Nautiliales; Nau 


ref|NR_028934.1 


a 


ref|NR_028932.1 


ref |NR_028928.1 

641107 642573 
Micro 
ref |NR_028927.1 
ovata Bacte 
ref |NR_028925.1 
Micrococcaceae 
ref|NR_028924.1 
Kocuria. 
ref |NR_028917.1 
sequence 656132 


ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref|NR_028905.1 


Actinomycetace 
NR_028884.1 


ref 


ref |NR_028857.1 
Roseomon 
ref |NR_028852.1 
8 Acinetobacter 
Acinetobacte 
ref|NR_028850.1 

749594 750918 
Mora 


ref |NR_028849.1 
3 Acinetobacter 
Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
Acinetobacte 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028828.1 

781358 782875 
Micr 


ref|NR_028825.1 
785920 787418 
Strept 


ref|NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_028780.1 

852834 854357 
fobacterales; De 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 
Acetobacterium. 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
ococcineae; Intrasporangia 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Sporomusa ovata strain 
ria; Firmicutes; 


Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 
Kocuria polaris strain 
ria; Actinobacteria; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Gluconacetobacter 

acetobacter entanii 

; Gluconacetobacter. 
Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
nomycineae; 


ae; Actinomyces. 
Friedmanniella 


6 705838 Friedmanniella lacustris 
Propionibacterineae; 


Nocardioidaceae; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 
Acetobacteraceae; 


as. 

Acinetobacter gerneri 
gerneri Bacteria; 

rs 

Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 

r. 

Acinetobacter baylyi 
baylyi Bacteria; 

rs 

Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Xylanimonas 
Xylanimonas 
ococcineae; 


Streptomyces 
Streptomyces 
omycineae; 


Leptospirillum 
pirillum ferriphilum 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


ref|NR_028767.1 
871314 872760 


Gluconacetobacter 
Gluconacetobacter 


azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 


162376 Bacteria_16S 
scopiformis strai 
Bacteria; Actinob 


Streptomyces. 


162376 Bacteria_16S 


strain VKM Ac-179 


Bacteria; Actinob 


Rathayibacter. 


162376 Bacteria_16S 


strain VKM Ac-180 


876462 876498 76 


885561 885597 76 


887095 887131 76 


112 


112 


112 


gi 


n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


162376 Bacteria_16S 
siderophilus stra 
siderophilus Bacteria; 


905423 905459 76 


Firmicutes; 


Thermoanaerobacter. 


162376 Bacteria_16S 
VKM Ac-1401 16S r 


911655 911691 76 


ibosomal RNA, partial sequence 


in SR4 16S ribosomal RNA, partial sequ 
Clostridia; 


112 gi 
Thermoan 
112 gi 


910794 91228 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


162376 Bacteria_16S 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae; 
162376 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 
162376 Bacteria_16S 
strain 2 16S ribo 
Proteobacteria; B 
162376 Bacteria_16S 
pseudoflava strai 
Proteob 
162376 Bacteria_16S 


Bacteria; 


strain PHL 16S ri 
Proteobacteria; B 


strain 7-1 16S ri 
Proteobacteria; B 


strain LK2-10 16S 


Micromonospora. 


162376 Bacteria_16S 


strain YLM-32 16S 


strain JCM 4837 1 


Actinobacteridae; 


CMS 76r 16S ribos 
Actinobacteridae; 


C91 16S ribosomal 
Proteobacteria; B 


tataouinensis TTB 
TTB310 Bacteria; 


162376 Bacteria_16S 
DSM 13279 16S ribosomal RNA, partial sequence 


920988 921024 76 


Slackia. 
925682 925718 76 


944148 944184 76 


945711 945747 76 


948837 948873 76 


950398 950434 76 


951957 951993 76 


1037652 1037688 76 


1048398 1048434 76 


1076825 1076861 76 


1085835 1085871 76 


1102440 1102476 76 


1137322 1137358 76 


1138873 1138909 76 


1179767 1179803 76 
RNA, partial sequence 


1197984 1198020 76 


1205502 1205538 76 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
162376 Bacteria_16S 
strain 133 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
162376 Bacteria_16S 
strain 146 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
162376 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
162376 Bacteria_16S 


RNA, partial sequence 
cteridae; Actinomycetales; Micr 


complete sequence 
Actinomycetales; Micrococcineae; Micr 
162376 Bacteria_16S 


s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; 


112 gi 
Coriobacte 
112 gi 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


112 


112 


112 


112 


112 


112 


112 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


112 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 


112 


112 


112 


1136447 1137959 Leifs 


112 


112 


1178919 1180416 Nitro 
etaproteobacteria; Nitrosomonadales; N 
162376 Bacteria_16S 


112 


112 


924822 92631 


gi 


somal RNA, partial sequence 943283 944795 Hydro 
etaproteobacteria; Burkholderiales; Co: 


gi 


n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


gi 


947973 94948 


Co: 
gi 


949535 95104 


Co: 
gi 


951100 95259 


Co: 
gi 


1036784 10382 


Co: 
gi 


1047573 10490 


Micr 


gi 


1075986 10774 


Micr 
gi 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 
strain 14 16S ribosomal 

Actinobacteria; Actinoba 
162376 Bacteria_16S 
CMS 81 16S ribosomal RNA, 


Stre 
gi 


1101592 11031 


gi 


gi 


omal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Micr 
162376 Bacteria_16S 


gi 


gi 


310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 


265678461 
nce 87568 
ales; Stre 


265678454 

88470 
ales; Micr 
265678453 

88624 
ococcineae 
265678441 
ence 90455 
aerobacter 


265678437 


ococcineae 
265678431 
al sequenc 
ridae; Cor 


265678428 


Desulfoba 
265678416 


mamonadace 
265678415 
nce 94484 
riales; Co 
265678413 


mamonadace 
265678412 


mamonadace 
265678411 


mamonadace 
265678353 


mamonadace 
265678346 


omonospori 
265678325 


ococcineae 
265678319 


ptomycinea 
265678308 


ococcineae 
253680765 


obacteriac 
253680764 


obacteriac 
228717704 


itrosomona 
228715504 
e 11971 
rkholderia 


gi 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 
ref 


ref 


ae; 
ref 


ae; 
ref 


ae; 
ref 


ae; 
ref 


ref 


ref 


e; S 
ref 


> Mi 
ref 
onia 
eae; 
ref 
onia 
eae; 
ref 


dace 
ref 


les; 


228715355 


ref 


6 877087 Strep 
ptomycineae; 


1 886196 Ratha 
ococcineae; Micr 


7 887732 Agrei 
; Microbacteriac 


e 920164 921628 
iobacteriales; C 


81 Streptomyces 


somonas eutropha 


31 1198567 Ramlib 


NR_028764.1 


NR_028756.1 


NR_028755.1 


NR_028743.1 


8 906118 Thermo 


ales; Thermoanae 


NR_028739.1 


NR_028733.1 


NR_028730.1 


Desul 
NR_028718.1 


genophaga flava 
Hydrogenopha 


NR_028717.1 


6 946358 Hydrog 
mamonadaceae; 


NR_028715.1 


Acidovorax. 
NR_028714.1 


Acidovorax. 
NR_028713.1 


Curvibacter. 
NR_028655.1 


Curvibacter. 
NR_028648.1 


Micromonos 


NR_028627.1 


NR_028621.1 


treptomyceta 
NR_028610.1 


crobacteriac 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_027566.1 


ae; 
NR_027534.1 


Comamonadac 


it 
Str 


Y 


a 


Hy 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 
; Microbacteriac 


eae; Leifsonia. 
Slackia 
Slackia 

oriobacterineae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 
cteraceae; 


fofaba. 

Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 

Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 
neae; 


poraceae; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 
; Rarobacteracea 


e; Rarobacter. 
Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 


NR_027527.1 


Collinsella stercoris 


1204671 1206128 Collinsella stercoris DSM 13279 


Bacteria; Actinobacteria; 


Collinsella. 


162376 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
162376 Bacteria_16S 
strain Se-3111 16 


strain Cal06 16S 


Isoptericola. 


162376 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae; 
162376 Bacteria_16S 


mcbrellneri ATCC 


ATCC 49030 Bacter 
Brevibacteriaceae; 
162376 Bacteria_16S 
brockii subsp. brockii strain HTD4 

Thermoanaerobacter brockii subsp. brock 
Thermoanaerobacterales; Thermoanaerobacteraceae; 


162376 Bacteria_16S 


strain HKI 0122 1 


Bacteria; Actinob 


Beutenbergia. 


162376 Bacteria_16S 
metallidurans str 


metallidurans CH3 
Cupriavidus. 


162376 Bacteria_16S 


obscurus DSM 4316 


Coriobacteridae; 


1217520 1217556 76 


1221992 1222028 76 


1226542 1226578 76 


1234171 1234207 76 


Microbacterium. 
1261231 1261267 76 


Brevibacterium. 
1313937 1313973 76 


1333994 1334030 76 


1338503 1338527 76 


4 Bacteria; 


1344696 1344732 76 


ain CH34 16S ribosomal RNA, 
Proteobacteria; 


Coriobacteriales; 


112 


112 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
162376 Bacteria_16S 
variabilis strain 
Bacteria; Actinob 


112 


112 


112 


112 


112 


100 


112 


gi 
12 


gi 
12 


gi 


MX5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


49030 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, 
ii Bacteria; 
Thermo 


gi 


6S ribosomal RNA, partial sequence 13331481 
acteria; Actinobacteridae; Actinomycetales; 


gi 


partial sequence 
Betaproteobacteria; 


gi 


0 16S ribosomal RNA, partial sequence 


219878473 
16681 12181 


219878356 
21167 12226 


219878300 
12257 


219878266 


rain DSM 13468 16S ribosomal RNA, partial sequence 1233340 123481 
cteria; Actinobacteria; Actinobacteridae; 


219846707 
12603 


228718892 


228721490 
3346 
Micr 


228721484 


228721038 
13438 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Geodermatophilus. 


162376 Bacteria_16S 
M 4810 16S ribosomal RNA, partial sequence 13453 
tinobacteria; Actinobacteridae; Actinomycetales; 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


162376 Bacteria_16S 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


162376 Bacteria_16S 


diazotrophicus st 


diazotrophicus PAl 5 Bacteria; Proteobacteria; 


Gluconacetobacter 


162376 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


162376 Bacteria_16S 
bosomal RNA, complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
162376 Bacteria_16S 


strain E58 16S ri 
naphthalenivorans 
CJ2 Bacteria; Pro 


psychrophenolicus 
psychrophenolicus 


1346224 1346260 76 


1349296 1349332 76 


1353750 1353786 76 
rain PAl 5 16S ribosomal 


1361298 1361334 76 
10331 16S ribosomal RNA, 


; Acidimicrobium. 
1367243 1367299 58 


1376503 1376539 76 


1421500 1421536 76 


Micrococcaceae; Arthrobacter. 


162376 Bacteria_16S 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


162376 Bacteria_16S 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


1426140 1426176 76 


; Streptomyces. 
1427705 1427741 76 
AS 4.1594 16S ribosomal 


; Streptomyces. 


162376 Bacteria_16S 


1432379 1432415 76 


112 


gi 


228720938 


112 gi| 228720600 

1348448 13499 

Micr 

112 gi| 228720330 
RNA, partial sequence 

Alphaproteobacteri 

112 gi|228719712 


complete sequence 13604 


114 


112 


112 


112 


112 
RNA, 


112 


gi 


a; Actinobacteria; Acidimicrobidae; Acidimicrobi 


228718799 


1366379 13679 


gi 


CJ2 16S ribosomal RNA, partial sequence 
teobacteria; Betaproteobacteria; Burkholderiales 
162376 Bacteria_16S 


gi 


gi 


gi 


partial 
ia; Actinobacteria; Actinobacteridae; 


gi 


228717818 
13756 


224581444 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


Act 


224581441 


ain DSM 40438 16S ribosomal RNA, partial sequenc 
teria; Actinobacteria; Actinobacteridae; 


Actinom 


224581440 
sequence 
Actinomyce 


Coriobacterineae; 


Micrococcineae; 


Actinomycetales; 


partial sequence 


Firmicutes; 
anaerobacter. 


ref|NR_025612.1 
48 Arthrobacter 


ref|NR_025495.1 


ref |NR_025439.1 


ref|NR_025405.1 


ref|NR_026299.1 


Micrococc 


ref|NR_027577.1 


131309 


ref|NR_027613.1 
32 Beutenbergia 
ococcineae; Beut 


ref|NR_027607.1 
1337638 133913 
Burkholderiales; 


ref|NR_027601.1 
50 1345331 Geoder 
; Frankineae; Ge 


ref |NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 


ref|NR_027595.1 
42 Sanguibacter 
ococcineae; Sang 


ref|NR_027591.1 
1352934 135441 
a; Rhodospirilla 


ref|NR_027584.1 


ales; Acidimicro 
ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref |NR_027226.1 

1420664 142216 
inomycetales; Mi 


ref|NR_027223.1 
e 1425302 142681 
ycetales; Strept 


ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


224581434 


Clostridia; 


Coriobacteriaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Salana multivorans 


13 Salana multivorans Bacteria; 
Beutenbergiaceae; 


Salana. 
Isoptericola 


22 1227193 Isoptericola variabilis 
Promicromonosporaceae; 


Microbacterium 
7 Microbacterium 


Micrococcineae; 


Brevibacterium 


97 1261800 Brevibacterium mcbrellneri 
Actinomycetales; 


ineae; 


Thermoanaerobacter 
4 1314606 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Brachybacterium 
bacterium faecium DSM 


Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 
Gluconacetobacter 
8 Gluconacetobacter 


les; Acetobacteraceae; 


Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 


bineae; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Polaromonas 

monas naphthalenivorans 

; Polaromonas. 
Arthrobacter 

4 Arthrobacter 

crococcineae; 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


ref|NR_027216.1 


Leptospirillum 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


162376 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 


1453733 1453769 76 


Micrococcaceae; Arthrobacter. 


162376 Bacteria_16S 
bernardiae strain 


Arcanobacterium. 
162376 Bacteria_16S 
subsp. 
subsp. 
Streptomycetaceae; 
162376 Bacteria_16S 


denitrificans strain K601 16S ribosomal RNA, 
denitrificans K601 Bacteria; 


Alicycliphilus. 
162376 Bacteria_16S 


strain SW32 16S ribosomal RNA, partial sequence 


Proteobacteria; 
162376 Bacteria_16S 
subsp. 
subsp. 
Streptomycetaceae; 
162376 Bacteria_16S 
strain DSM 20127 


162376 Bacteria_16S 
brockii subsp. 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


1458159 1458195 76 


1474741 1474777 76 


1481004 1481040 76 


1484009 1484045 76 


1488574 1488610 76 


1502006 1502042 76 


1506434 1506470 76 


lactiethylicus strain SEBR 5268 


Thermoanerobacter brockii subsp. 


Thermoanaerobacterales; 


162376 Bacteria_16S 


strain B8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 


162376 Bacteria_16S 


strain B6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
162376 Bacteria_16S 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquab 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 
162376 Bacteria_16S 
paranensis strain 


Streptomycetaceae; 
162376 Bacteria_16S 
terrestris strain 


Streptomycetaceae; 
162376 Bacteria_16S 
gansuensis strain 


Streptomycetaceae; 
162376 Bacteria_16S 
strain DSM 40258 


162376 Bacteria_16S 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
162376 Bacteria_16S 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; 


Streptomycineae; 
162376 Bacteria_16S 
chrestomyceticus 
chrestomyceticus 
Streptomycetaceae; 
162376 Bacteria_16S 


2 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
162376 Bacteria_16S 


1549021 1549057 76 


1550487 1550523 76 


1551955 1551991 76 


1556384 1556420 76 


1557878 1557914 76 


1559372 1559408 76 


1589668 1589704 76 


1591216 1591252 76 


1592764 1592800 76 


1594310 1594346 76 


1595857 1595893 76 


1597405 1597441 76 


Proteobacteria; 


112 


strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; M 


112 


112 


2 
albus strain DSM 40313 16S ribosomal RNA, partial 
albus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


112 


112 


112 


rimosus strain JCM 4667 16S ribosomal RNA, 
rimosus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


112 


complete sequence 


112 


112 


112 


112 


112 


HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


112 


HKI 0186 16S ribosomal RNA, partial sequence 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


112 


HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


112 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


112 


112 


Streptomyces. 


112 


strain DSM 40545 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


112 


112 


partial sequence 
Betaproteobacteria; 


16S ribosomal RNA, 
lactiethylicus 
Thermoanaerobacteraceae; 


224581418 |ref 


gi 


224581414 |ref 


gi 


LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 14587 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; 


19878476 
sequence 


gi ref 


219878371|ref 


gi 


219857506 | ref 


gi 


Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


1452894 14543 


1473916 14754 
Actinomycetales; 


1480151 14816 
Burkholderiales; 


NR_027199.1 


NR_027195.1 


NR_025615.1 


NR_025510.1 


Arthrobacter 


81 Arthrobacter 
icrococcineae; 


Arcanobacterium 


15 Arcanobacterium 
Actinomycetales; Actinomycineae; Actinomycetaceae; 


Streptomyces albus 


14 Streptomyces albus 
Streptomycineae; 


Alicycliphilus 


52 Alicycliphilus 


Comamonadaceae; 


NR_025094.1| Kushneria marisflavi 
1483159 1484653 Kushneria marisflavi Bacteria; 
Kushneria. 
NR_024762.1| Streptomyces rimosus 


219857134|ref 


gi 


complete sequence 1487741 14892 
Actinomycetales; 


219846604 |ref 


gi 


219846365|ref 


gi 
Bacteria; 
ref 


gi] 219857245 


1548180 1549595 Aquabacterium 


219857244 |ref 


gi 


1549646 1551061 Aquabacterium 
Betaproteobacteria; Burkholderiales; Aquabacterium. 


219857243 |ref 


gi 


Aquaba 
219846194|ref 


gi 
Actinomycetale 


219846193 |ref 


gi 


Actinomycetale 


219846192 |ref 


gi 
Actinomycetale 


219878485 |ref 


gi 
Streptomycineae; S 
gi| 219878484 |ref 


Actinomyceta 


219878483 |ref 
partial sequ 
Actinobacterid 


gi 


219878482 |ref 


gi 
Actinomy 
19878481 


sequence 
Actinomyceta 


gi ref 


Firmicutes; 
Thermoanaerobacter. 


1555586 155703 
Streptomycineae; 


1557082 155852 


1558576 156000 
Streptomycineae; 


40 Streptomyces 


1590391 159188 


1595032 159652 


NR_026196.1 


NR_025956.1 


NR_024875.1 


NR_024874.1 


NR_024871.1 


cterium. 
NR_025784.1 


8; 
NR_025783.1 
S; 
NR_025782.1 
S; 


NR_025624.1 


NR_025623.1 


les; Strepto: 


NR_025622.1 
ence 159193 
ae; Actinomy 


NR_025621.1 

159348 
cetales; Str 
NR_025620.1 


les; Strepto: 


219878480 |ref 


gi 


NR_025619.1 


25 Streptomyces rimosus 
Streptomycineae; 


Sinomonas atrocyanea 


1501162 1502633 Sinomonas atrocyanea Bacteria; 
Micrococcaceae; Sinomonas. 


Thermoanerobacter 


partial sequence 1505601 1507107 
Clostridia; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 


acterium citratiphilum 


Kitasatospora 
1 Kitasatospora 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Kitasatospora 
4 Kitasatospora 


Streptomyces catenulae 


catenulae Bacteria; 
treptomycetaceae; 


Streptomyces. 
Streptomyces 

8 Streptomyces 
mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptomyces niger 


strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomycetaceae; 


Streptomyces. 


162376 Bacteria_16S 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
162376 Bacteria_16S 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 


Streptomycetaceae; 


1598953 1598989 76 


1600501 1600537 76 


1602049 1602085 76 


112 


112 


112 


gi 


gi 


gi 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


Streptomyces purpurogeneiscleroticus Ba 
Streptomycetaceae; 
162376 Bacteria_16S 


Streptomycineae; 


strain DSM 12798 


1605154 1605190 76 


1606695 1606731 76 


112 


112 


gi 


gi 


219878479 


219878478 


219878477 


219878474 


16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
162376 Bacteria_16S 


219878472 


arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 


162376 Bacteria_16S 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 


162376 Bacteria_16S 
strain HS-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Rubrobacteridae; Thermoleophilales; The 
162376 Bacteria_16S 


1697910 1697946 76 


1705588 1705624 76 


1748225 1748261 76 


112 


112 


112 


gi 


gi 


219878409 


219878404 


1704738 17061 


gi 


219878375 


strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 17488 


Firmicutes; 


Clostridia; 
162376 Bacteria_16S 


1760434 1760470 76 


112 


Clostridiales; Veillonellaceae; 


gi 


219878365 


sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 


sacelli Bacteria; 
Brachybacterium. 


162376 Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Act 


fresconis strain 


Brachybacterium. 


162376 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 
162376 Bacteria_16S 
strain 525 16S ribosomal RNA, partial sequence 


Dermabacteraceae; 


162376 Bacteria_16S 


1761955 1761991 76 


1763477 1763513 76 


1769384 1769420 76 


1772333 1772369 76 


112 


112 


112 


112 


gi 


gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219878364 


219878363 


219878358 


1768558 17700 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


gi 


219878355 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
162376 Bacteria_16S 
longisporus strain ISP 5166 16S ribosomal RNA, 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
162376 Bacteria_16S 


Streptomycetaceae; 


Streptomycetaceae; 


1773831 1773867 76 


1775328 1775364 76 


1799560 1799596 76 


112 


112 


112 


gi 


gi 


partial 


gi 


219878354 


219878353 
sequence 


219878336 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 


gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 


162376 Bacteria_16S 
paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 
Oerskovia. 
162376 Bacteria_16S 


Cellulomonadaceae; 


strain DSM 46000 


strain P 229/10 1 


1805752 1805788 76 


1807290 1807326 76 


112 


112 


1822605 1822641 76 
6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
162376 Bacteria_16S 
limicola strain G 
limicola Bacteria; 
162376 Bacteria_16S 


1830185 1830221 76 
olChil 16S ribosomal RNA, 


112 


112 


112 


gi 


gi 


gi 


gi 


gi 


Actinomyc 


219878332 
sequenc 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
162376 Bacteria_16S 


219878321 


219878316 


complete sequence 
Proteobacteria; Betaproteobacteria; 
1848600 1848636 76 


219878303 


hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 


partial sequence 159812 


RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Actinomycetales; 


Micrococcineae; Micr 


inomycetales; 


Actinomycetales; Mi 


sequence 1773034 177448 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Rhodocyclales; 


ref|NR_025618.1 


ref|NR_025617.1 


ref|NR_025616.1 


ref|NR_025613.1 


ref|NR_025611.1 
1605856 160731 


ref|NR_025548.1 


ref|NR_025543.1 
Thermoleo 


ref|NR_025514.1 


ref|NR_025504.1 
1759669 176107 
Micrococcine 


ref|NR_025503.1 

1761124 176259 
Micrococci 
ref|NR_025502.1 
176264 


ref|NR_025497.1 
Nautilia. 
ref|NR_025494.1 
83 Streptomyces 


ref |NR_025493.1 


Microc 


ref|NR_025470.1 
Cellulomonadac 
ref|NR_025460.1 


Microbacteriac 
NR_025455.1 
1829317 183084 
Rhodocyclac 


Streptomyces 
8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


violens Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 
1601224 1602721 


Arthrobacter mysorens 


mysorens Bacteria; 
; Micrococcaceae; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
rmoleophilaceae; 


philum. 
Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
Megamonas. 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Streptomyces arenae 


arenae Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 
1 Streptomyces 


Streptomycineae; 
ref|NR_025492.1| Streptomyces 
1774532 1775979 Streptomyces 
Streptomycineae; 
ref|NR_025475.1] Arthrobacter 
1798724 1800168 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 
ref|NR_025471.1| Oerskovia 
e 1804913 1806398 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Propionivibrio 

7 Propionivibrio 
eae; Propionivibrio. 


ref |NR_025442.1 
1847763 184924 


Arcanobacterium 
8 Arcanobacterium 


hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


162376 Bacteria_16S 
sulfidifaciens strain CCUG 44365 16S ribosomal 
sulfidifaciens Bacteria; 
162376 Bacteria_16S 
nasiphocae strain 
nasiphocae Bacter 


Arthrobacter. 


162376 Bacteria_16S 
vibrioides strain 
vibrioides Bacteria; 
162376 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; 


strain DSM 5090 1 
Firmicutes; 


strain DSM 3132 1 
Firmicutes; 


strain CCUG 41709 
marimammalium str 


marimammalium Bac 
Actinomycetaceae; 


162376 Bacteria_16S 
in CCUG 36733 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


162376 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


162376 Bacteria_16S 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


162376 Bacteria_16S 
in CCUG 38702 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


162376 Bacteria_16S 


strain CF-25 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 


strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 
in CIP 103370 16S ribosomal RNA, partial 
20595 Bacteria; Actinobacteria; Actinobacteridae 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


162376 Bacteria_16S 


strain CCUG 35957 


burkinensis strai 
burkinensis Bacte 


162376 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


162376 Bacteria_16S 
ain CFBP 4521 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


162376 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


Clostridia; 
162376 Bacteria_16S 


Clostridia; 
162376 Bacteria_16S 


Clostridia; 
162376 Bacteria_16S 


Arcanobacterium. 
1854568 1854612 68 112 
Firmicutes; 


1874381 1874417 76 112 


1880481 1880517 76 

FKBS1 16S ribosomal RNA, 

Firmicutes; Clostridia; 
1882062 1882098 76 


112 


112 


1883638 1883674 76 112 


1885218 1885254 76 112 


1907719 1907755 76 112 


1910709 1910745 76 112 


Actinomyces. 


1932218 1932254 76 112 


Actinomyces. 


1938189 1938225 76 112 


; Brevibacterium. 


1948904 1948940 76 112 


1954953 1954989 76 112 


Actinomyces. 
1957911 1957947 76 112 
ribosomal RNA, partial sequence 


1959467 1959503 76 112 
ribosomal RNA, partial sequence 


1980742 1980778 76 112 


Arcanobacterium. 


2035588 2035624 76 112 


2049616 2049652 76 112 
n DSM 6283 16S ribosomal RNA, 
ria; Firmicutes; Clostridia; 
2051176 2051212 76 112 
ridia; 


2054280 2054316 76 112 


; Streptomyces. 
2055749 2055785 76 112 
train CFBP 4531 16S ribosomal 


; Streptomyces. 


162376 Bacteria_16S 


2057260 2057296 76 112 


gi 


Lactobacillales; Aer 


gi 


M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


gi 


complete sequence 
Clostridiales; 


gi 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


gi 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


gi 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridiales; Veillonellaceae; 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
162376 Bacteria_16S 
ain CCUG 41710 16S ribosomal RNA, partial sequen 
teria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


n CF 62 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


333/02 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomyceta 


gi 


gi 


1957067 19585 
Micrococcineae 


gi 


1958616 19601 
Micrococcineae 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
162376 Bacteria_16S 


gi 


partial 
Clostridiales; 


gi 


6S ribosomal RNA, partial sequence 2050314 20 
Clostridiales; Veillonellaceae; 


gi 


gi 


RNA, partial seque 
acteria; Actinobacteria; Actinobacteridae; 


gi 


219878298 


RNA, partial sequence 
ococcaceae; 


219878285 
sequence 


219878279 


219878278 


219878277 


219878276 


219878258 


19068 


219878256 


219878240 
sequenc 


219878236 
Actinomyc 


219878229 


219878225 
sequenc 


219878223 


219878222 


219878208 
sequenc 


219878171 
20347 


219878159 
sequence 
Veil 
219878158 
518 
Anaerosin 
219878155 
sequenc 
Actinom 


219878154 


Actin 


Sporomusa. 


Sporomusa. 


ref|NR_0254 


ref 
ref|NR_0254 
laceae; 

ref|NR_0254 


05 Sporomusa 


ref|NR_0254 
88 Sporomusa 


ref|NR_0254 


ref 


ref 


ref 


ref 
etales; 
ref 
les; 


ref 


ref 


ref 


ref 


ref 


ref 


lonellaceae; 
ref 


us. 
ref 
e 2053442 20 
ycetales; 


ref 
nce 20 
omycetales; 


219878153 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 


ref 


18537 
Globicatell 
NR_025424.1 
1873541 18749 


Actinomycetales; Micrococc 


1879598 18 
Veillonel 


NR_025397.1 
68 1908267 Actinomyces catuli Bacteria; 
Actinomycetaceae; Actinomyces. 

NR_025395.1 
ce 1909867 19112 
Actinomycetales; 


NR_025379.1 
e 1931360 19327 
Actinomycetales; Actino 
NR_025375.1 
1937348 19387 
Micrococ 


NR_025368.1 
1948071 19495 
Micrococcin 


NR_025364.1 
e 1954098 19555 
Actinomycetales; Actino 
NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
NR_025361.1 
16 Arthrobacter 
; Micrococcaceae 
NR_025347.1 
e 1979903 19813 
; Actinomycetale 


NR_025310.1 
53 2036233 Rothia 
; Micrococcaceae 
NR_025298.1 
2048758 20502 


NR_025297.1 
24 Anaerosinus glycerini Bacteria; 


NR_025294.1 
Strept 


NR_025293.1 


NR_025292.1 


cies 
2 


3 


18.1 


8113 


ie! 


16.1 


15.1 


8 


6 


5 


5 


2 


8 


6 
Ana 


5491 


5497 
Stre 


Globicatella 
6 1855215 Globicatella 


a. 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Propionispora 
1 Propionispora 


Propionispora. 


Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 
Sporomusa. 


Actinomyces catuli 


Actinomyces 
2 Actinomyces 


Actinomycineae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 
Arcanobacterium 

5 Arcanobacterium 

s; Actinomycineae; 


Rothia nasimurium 
nasimurium Bacteria; 
; Rothia. 
Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Anaerosinus glycerini 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Streptomyces 


2056438 2057920 Streptomyces 


somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 

2066345 2066381 76 
antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 
162376 Bacteria_16S 


162376 Bacteria_16S 21 


10662 2110698 76 


112 


112 


gi|219878146 


gi|219873436 


Streptomycineae; 


ref|NR_025285.1| Micrococcus 


2065512 2067008 Micrococcus antarcticus 
Micrococcineae; Micrococcaceae; 


Micrococcus. 


ref|NR_025250.1| Streptomyces humiferus 


strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
2140918 2140954 76 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 
Clostridiales; 


162376 Bacteria_16S 
micronuciformis Bacteria; 
162376 Bacteria_16S 


strain H-8 16S ribosomal 


162376 Bacteria_16S 


Firmicutes; 


112 


Clostridia; 
2154440 2154476 76 
RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
2155939 2155975 76 


112 


112 


Streptomycineae; Streptomycetaceae; 


gi| 219857641 


gi| 219857632 


Streptomyces. 


ref|NR_025230.1| Megasphaera 
2140092 2141502 Megasphaera 
Veillonellaceae; Megasphaera. 


ref|NR_025221.1| Rubritepida flocculans 


2153652 2155080 Rubritepida flocculans Bacteria; 


gi| 219857631 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 


taiwanensis Bacteria; Actinobacteria; 
Rubrobacter. 
2157500 2157536 76 
16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Rubrobacteraceae; 
162376 Bacteria_16S 
strain YIM 90003 


Streptomonospora. 
162376 Bacteria_16S 


162376 Bacteria_16S 


2168128 2168164 76 
strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
2178776 2178812 76 


Rubrobacteridae; 


112 


112 


112 


gi| 219857630 


Streptosporangineae; 


gi|219857623 


2167280 2168769 Streptomyces 
Streptomycineae; Streptomycetaceae; 


gi| 219857614 


henchirensis strain TMB834 16S ribosomal RNA, partial sequence 


henchirensis Bacteria; Proteobacteria; 
2183323 2183359 76 


162376 Bacteria_16S 


Betaproteobacteria; 


112 


gi|219857611 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 


hongkongensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 
2246891 2246927 76 


Actinomycetaceae; 
162376 Bacteria_16S 


112 


gi|219857568 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2248468 2248504 76 


Streptomycetaceae; 
162376 Bacteria_16S 


112 


gi|219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2257656 2257692 76 


Streptomycetaceae; 
162376 Bacteria_16S 


112 


gi|219857561 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2260780 


Streptomycetaceae; 
162376 Bacteria_16S 


2260816 76 


112 


gi|219857559 


Acetobacteraceae; 


Rubrobacterales; 


Burkholderiales; 


Actinomycetales; 


Actinomycetales; 


Rubritepida. 

ref|NR_025220.1] Rubrobacter 
2155131 2156606 Rubrobacter 

Rubrobacterineae; 

ref 


NR_025219.1| Streptomonospora alba 


Nocardiopsaceae; 


ref|NR_025212.1| Streptomyces speibonae 
speibonae Bacteria; 
Streptomyces. 
NR_025203.1| Ramlibacter 

177978 2179370 Ramlibacter 
Comamonadaceae; Ramlibacter. 
NR_025200.1| Actinomyces 

182453 2183877 Actinomyces 


Actinomycineae; 


ref 


ND 


ref 


ND 


Streptomyces 
2246040 2247565 Streptomyces 


Actinomycetales; Streptomycineae; 


Streptomyces 
2247616 2249142 Streptomyces 


Actinomycetales; Streptomycineae; 


ref|NR_025149.1| Streptomyces 
2256827 2258294 Streptomyces 

Streptomycineae; 

ref 


NR_025147.1| Streptomyces 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 


thermospinosisporus Bacteria; 


Streptomycetaceae; 
162376 Bacteria_16S 


2286864 58 


112 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
2286810 


gi|219857541 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 


thiocyanoxidans Bacteria; 
Thioalkalivibrio. 
162376 Bacteria_16S 
strain KF46F 16S 


162376 Bacteria_16S 


162376 Bacteria_16S 


Proteobacteria; 


2304825 2304861 76 
ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
2315471 2315507 76 
strain KCTC 12005 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
2329043 2329079 76 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 


162376 Bacteria_16S 


2347138 2347174 76 


Gammaproteobacteria; 


112 


112 


112 


112 


gi| 219857526 
2303983 23054 


219857519 
23146 


gi 


219857510 
sequenc 
Actinomyc 


gi 


gi|219857496 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobac 
162376 Bacteria_16S 


ter. 


2348647 2348683 76 


112 


gi] 219857495 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobac 
162376 Bacteria_16S 


ter. 


2357794 2357830 76 
strain ATCC 49929 16S ribosomal RNA, partial sequence 


112 


219857489 
23569 


gi 


Chromatiales; 


Actinomycetales; 


Actinomycetales; 


Streptomycineae; 


ref|NR_025129.1| Thioalkalivibrio 
2285990 2287383 Thioalkalivibrio 
Ectothiorhodospiraceae; 


ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 
Xenophilus. 
ref|NR_025107.1| Comamonas koreensis 
34 2316097 Comamonas koreensis Bacteria; 
Comamonas. 
ref|NR_025098.1| Microbacterium 
e 2328328 2329644 Microbacterium 
etales; Micrococcineae; 


ref|NR_025084.1] Arthrobacter 
2346319 2347775 Arthrobacter 
Micrococcineae; 


ref|NR_025083.1] Arthrobacter 
2347826 2349284 Arthrobacter 
Micrococcineae; 


ref|NR_025077.1| Propioniferax innocua 
68 2358432 Propioniferax innocua 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Propioniferax. 


162376 Bacteria_16S 
strain K265 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 
strain K300 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 


strain IL371 16S 


Tenericutes; Moll 
162376 Bacteria_16S 
kunsanensis strai 
kunsanensis Bacte 


Nocardiopsaceae; 


162376 Bacteria_16S 


strain SPS-1037 1 


2360833 2360869 76 112 
ibosomal RNA, partial sequence 


gi 


Micr 
gi 


oc 
2362351 2362387 76 112 
ibosomal RNA, partial sequence 
Micr 

gi 


oc 
2389699 2389743 76 120 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2401733 2401793 52 112 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

2410989 2411025 76 


112 gi 


219857487 
2360002 23614 


219857486 
2361525 23629 


219857467 
2388858 23902 


219857459 
ue 
Actinomyc 


219857453 
6S ribosomal RNA, partial sequence 2410156 24116 


ref|NR_025075.1 


7 Mi 
ref 


crobacteriac 
NR_025074.1 


occineae 


7 Mi 
ref 


crobacteriac 
NR_025055.1 


occineae 


ref |NR_025047.1 
2400924 240237 
etales; Streptos 


nce 


ref |NR_025041.1 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

162376 Bacteria_16S 2424912 2424948 76 112 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
162376 Bacteria_16S 2455162 2455198 76 112 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

162376 Bacteria_16S 2509367 2509403 76 112 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

162376 Bacteria_16S 2513919 2513955 76 112 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

162376 Bacteria_16S 2516945 2516981 76 112 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

162376 Bacteria_16S 2518430 2518466 76 112 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

162376 Bacteria_16S 2519976 2520012 76 112 gi|219857364|ref|NR_024952.1| Slackia exigua strain 


ATCC 700122 16S r 
Actinobacteria; C 


162376 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


162376 Bacteria_16S 


palleronii strain 
palleronii Bacter 


162376 Bacteria_16S 
16S ribosomal RNA, partial sequence 2544276 25457 


strain CCUG 2113 


Proteobacteria; B 


162376 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


162376 Bacteria_16S 


albus strain JL 8 
Bacteria; Actinob 


Streptacidiphilus. 
162376 Bacteria_16S 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 


162376 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


ibosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Co: 
2546691 2546727 76 112 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2552699 2552735 76 112 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


ma. 


ma. 


al 


2554260 2554296 76 112 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 
2566628 2566664 76 112 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 


al 
id 


162376 Bacteria_16S 


2577415 2577451 76 112 gi 


2519150 25206 


219857346 


219857342 


219857341 


219857290 


219857283 


oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 

2535151 2535187 76 112 gi|219857354|ref|NR_024942.1 
Ben 108 16S ribosomal RNA, partial sequence 2534307 253578 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 
Friedmanniella. 

2543578 2543614 76 112 gi| 219857348 |ref|NR_024936.1 
CCUG 20334 16S ribosomal RNA, partial sequence 2542716 254422 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamon 

2545135 2545171 76 112 gi| 219857347 |ref|NR_024935.1 


monadaceae; Acidovorax. 
ref|NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 
ref|NR_024930.1 
53 2553362 Strept 


ptomycineae; Str 


25458 
monadace . 
25518 
es; Stre 
ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ce 25534 
es; Stre 


ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024914.1 


sequenc 
iales; V 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Friedmanniella 

3 Friedmanniella 

cterineae; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Cellulomonas iranensis 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 


162376 Bacteria_16S 2578844 2578880 76 112 gi|219857282|ref|NR_024913.1| Cellulomonas persica 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
162376 Bacteria_16S 2588122 2588158 76 112 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

162376 Bacteria_16S 2645025 2645061 76 112 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

162376 Bacteria_16S 2646569 2646605 76 112 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
162376 Bacteria_16S 2676535 2676571 76 112 gi| 219857205 |ref|NR_024833.1| Lebetimonas acidiphila 
strain Pd55 16S ribosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

162376 Bacteria_16S 2694451 2694487 76 112 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

162376 Bacteria_16S 2744096 2744132 76 112 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

162376 Bacteria_16S 2745569 2745605 76 112 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

162376 Bacteria_16S 2748384 2748420 76 112 gi|219857155|ref|NR_024783.1 
strain Al1-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
162376 Bacteria_16S 2749798 2749834 76 112 gi|219857154|ref|NR_024782.1 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 275045 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
Diaphorobacter. 

162376 Bacteria_16S 2772433 2772469 76 112 gi|219857136|ref|NR_024764.1 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 277308 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Streptomyces. 

162376 Bacteria_16S 2773968 2774004 76 112 gi|219857135|ref|NR_024763.1 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
162376 Bacteria_16S 2775506 2775542 76 112 gi|219857133|ref|NR_024761.1 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
162376 Bacteria_16S 2777043 2777079 76 112 gi|219857132|ref|NR_024760.1 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 277769 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

162376 Bacteria_16S 2781534 2781570 76 112 gi|219857129|ref|NR_024757.1 


strain EJ2M-B 16S 


ribosomal RNA, partial sequence 


2780730 27821 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Streptomyces 
3 Streptomyces 


cineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

162376 Bacteria_16S 2784509 2784545 76 112 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 

162376 Bacteria_16S 2814597 2814633 76 112 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
162376 Bacteria_16S 2831225 2831261 76 112 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

162376 Bacteria_16S 2832763 2832799 76 112 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
162376 Bacteria_16S 2838811 2838847 76 TT gi|219856898|ref|NR_024717.1| Agromyces bracchium 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

162376 Bacteria_16S 2840371 2840407 76 112 gi|219856897|ref|NR_024716.1| Agromyces luteolus 


strain IFO 16235 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
162376 Bacteria_16S 
cineracea strain SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 2839520 28410 


12 Agromyces luteolus Bacteria; 


2843401 2843437 76 


Streptomycetaceae; Kitasatospora. 


oc 
112 gi| 219856895 
complete sequence 


occineae 


; Microbacteriaceae; Agromyces. 

ref|NR_024714.1| Kitasatospora 
2842551 2844065 Kitasatospora 

Streptomycineae; 


162376 Bacteria_16S 
strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 28487 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
162376 Bacteria_16S 


2848054 2848090 76 


2849615 2849651 76 


112 


112 


219856892 


219856891 


saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 
saccharophila Bacteria; Proteobacteria; 


7 
162376 Bacteria_16S 2 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; 
162376 Bacteria_16S 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 28845 
Firmicutes; Clostridia; Thermoanaerobacterales; 
162376 Bacteria_16S 


2862030 2862066 76 


2883904 2883940 76 


2894384 2894420 76 


Betaproteobacte 


112 


112 


112 


strain CM-10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 


2895879 2895915 76 


112 


strain CM-01 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 


2897373 2897409 76 


112 


19856883 


219856869 


Thermoanaerobacte 


219856860 


2893553 28949 
Micrococcineae 


219856859 


2895048 28964 
Micrococcineae 


219856858 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 


tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actin 


Microbacteriaceae; Mycetocola. 


162376 Bacteria_16S 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
162376 Bacteria_16S 


2901911 2901947 76 


2918849 2918885 76 


112 


112 


219856855 


219856844 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 


thermoluteolus Bacteria; 


Hydrogenophilus. 


162376 Bacteria_16S 


2941404 2941440 76 


Proteobacteria; 


112 


Betaproteobacteria; Hydr 


219856829 


aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 


aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Virgisporangium. 


162376 Bacteria_16S 


2942920 2942956 76 


112 


219856828 


ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 


ochraceum Bacteria; Actinobacteria; Actinobacteridae; Act 


Micromonosporaceae; Virgisporangium. 


162376 Bacteria_16S 


2944435 2944471 76 


112 


219856827 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 


brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
162376 Bacteria_16S 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


162376 Bacteria_16S 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequen 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actino 


2955003 2955039 76 


2956520 2956556 76 


Microbacteriaceae; Microbacterium. 


162376 Bacteria_16S 


saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


Microbacterium. 
162376 Bacteria_16S 


2957978 2958014 76 


2959439 2959475 76 


112 


112 


112 


112 


219856820 


219856819 


219856818 


219856817 


luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 


luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


Microbacterium. 
162376 Bacteria_16S 


2970168 2970204 76 


112 


219846944 


antarctica strain AA-1042 16S ribosomal RNA, partial sequence 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; Friedmanniella. 


162376 Bacteria_16S 


thermolineatus strain A1484 16S ribosomal RNA, 
thermolineatus Bacteria; Actinobacteria; Actinobacterid 
Streptomyces. 


Streptomycetaceae; 
162376 Bacteria_16S 


europaeus strain DES11 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


162376 Bacteria_16S 


strain 801 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


162376 Bacteria_16S 


strain BSB411 16S ribosomal RNA, 


2979336 2979372 76 


3003814 3003850 76 


3006818 3006854 76 


3014355 3014391 76 


112 


112 219846921 

30029 
Rhodospirillales; 
112 219846919 


112 


complete sequence 


partial 


219846937 
sequence 


3005987 30074 


219846914 


ia; Burkh 


Burkhol 


Mi 
ref 


Mi 
ref 


ref 


Mi 
ref 


ref 
Actinomyc 
ref 
inomycet 
ref 
Actinomyc 
ref 


eae; 
ref 


ref 
les; 


ref 


Actinomyce 
ref 
ae; Actino 


mycetales; 


ref 


ref 


ref 


ref|NR_024711.1 
14 Delftia acidovorans Bacteria; 
ae; Delftia. 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref|NR_024702.1 
2861171 286267 
deriales; Comamo 
ref |NR_024688.1 
25 Thermacetogenium phaeum Bacteria; 
raceae; Thermac 
ref |NR_024679.1 
97 Mycetocola lacteus Bacteria; 
crobacteria 
NR_024678.1 
91 Mycetocola saprophilus Bacteria; 
eae; Mycetocola. 


2942098 29435 


ales; Micromonos 


2943614 29450 


etales; Frankine 


2957165 29585 


2958622 29600 


les; Micrococcin 


2969338 29708 


tales; Propioni 


2978510 29799 


Microbacteriac 
NR_026506.1 
3013492 3015017 Acidovorax defluvii Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


crobacteriac 
NR_024677.1 
2896542 289798 
omycetales; Mic 


NR_024674.1 
46 Leucobacter albus Bacteria; 
crobacteriaceae; Leucobacter. 
NR_024663.1 
2918000 291946 


ogenophilales; 


NR_024648.1 
2940579 294204 
etales; Micromo 


NR_024647.1 


NR_024646.1 


NR_024639.1 
54 Gordonia rhizosphera Bacteria; 


Gordoniaceae; Gordonia. 


NR_024638.1 
ce 2955705 29571 
mycetales; Micro 


NR_024637.1 
Micrococcin 


NR_024636.1 


NR_026536.1 


NR_026529.1 
Strep 


NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
NR_026511.1 
53 Frigoribacterium faeni Bacteria; 

eae; Frigoribacterium. 


6 


7 


1 


7 


6 


al 


b 


9 


monadaceae; 


e 


Cc 


r 


H 


n 


Delftia acidovorans 


Pelomonas 

6 Pelomonas 

Pelomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Thermacetogenium 


togenium. 
Mycetocola lacteus 


eae; Mycetocola. 


Mycetocola saprophilus 


Mycetocola 
5 Mycetocola 


ococcineae; 


Leucobacter albus 


Hydrogenophilus 
0 Hydrogenophilus 


ydrogenophilaceae; 


Virgisporangium 
7 Virgisporangium 


osporineae; 


Virgisporangium 
3 Virgisporangium 


porineae; 


Sporichthya 
9 Sporichthya 


ae; Sporichthyaceae; 


Gordonia rhizosphera 


Microbacterium 
4 Microbacterium 


coccineae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Friedmanniella 


0 Friedmanniella 
acterineae; 


Streptomyces 


0 Streptomyces 
tomycineae; 


Gluconacetobacter 


acetobacter europaeus 


; Gluconacetobacter. 
Frigoribacterium faeni 


Acidovorax defluvii 


162376 Bacteria_16S 


strain lacT 16S ribosomal RNA, partial sequence 


Proteobacteria; 
162376 Bacteria_16S 


3043173 3043217 68 


3044664 3044700 76 


112 


112 


gi 


3042319 30437 
Deltaproteobacteria; Desulfovibrionales; 


gi 


219846894 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 


faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacter. 


Rarobacteraceae; 
162376 Bacteria_16S 


dicarboxylicus strain CreMall 16S ribosomal RNA, partia 
dicarboxylicus Bacteria; 


Propionivibrio. 
162376 Bacteria_16S 


esteraromaticum strain DSM 8609 16S ribosomal RNA, part 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
162376 Bacteria_16S 


3055390 3055426 76 
Proteobacteria; 


3068820 3068856 76 


3084023 3084059 76 


112 


Betaproteobacteria; 


112 


112 


gi 


gi 


gi 


219846866 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 


sulfurophilus Bacteria; 


Thermoanaerobacter. 
162376 Bacteria_16S 


strain TA68 16S ribosomal RNA, partial sequence 


Firmicutes; 


3092867 3092903 76 


Clostridia; 


112 


Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 
strain TAGA27 16S 


3094386 3094422 76 


112 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 
strain F98.3HR69 


162376 Bacteria_16S 
strain ATCC 25470 


Actinobacteria; Actinoba 


162376 Bacteria_16S 
resistens strain 
resistens Bacteri 
Microbacterium. 

162376 Bacteria_16S 


a; 


intermedius strain TF2 1 


Bacteria; 
162376 Bacteria_16S 
strain DSM 44267 


162376 Bacteria_16S 
mathranii strain 
Bacteria; Firmicutes; 
162376 Bacteria_16S 

strain DG-1 16S r 
Firmicutes; 
162376 Bacteria_16S 
platensis strain 
Bacteria; Firmicutes; 
162376 Bacteria_16S 

strain DSM 11140 


162376 Bacteria_16S 


16S ribosomal 
cteridae; Actinomycetales; 


DMMZ 17 
Acti 


Proteobacteria; 


16S rib 
Actinobacteria; Actinoba 


3098968 3099004 76 


3104927 3104963 76 


3115443 3115479 76 


3118496 3118532 76 
6S ribosomal RNA, 


3153067 3153103 76 


3174412 3174448 76 


A3 16S ribosomal RNA, partial 
Clostridia; 


3203355 3203391 76 


ibosomal RNA, partial sequence 
Clostridia; 


3219978 3220022 68 


3R 16S ribosomal RNA, partial 
Clostridia; 


3225981 3226017 76 


3236652 3236688 76 


Alphaproteobacteria; 


griseocarneus strain DSM 40004 16S ribosomal RNA, 


griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
162376 Bacteria_16S 
strain Feox-1 16S 
Proteobacteria; 
162376 Bacteria_16S 
strain DSM 8239 1 
Firmicutes; 
162376 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
162376 Bacteria_16S 
islandicus strain 


ribosomal RNA, 


Clostridia; 


Firmicutes; 


3269738 3269774 76 
3275856 3275900 68 
Clostridiales; 


3278884 3278928 68 


3288008 3288044 76 


Clostridia; 


112 


complete sequence 
Betaproteobacteria; Burkholderiales; Leptothrix. 


112 


112 


112 


gi 


Thermoanaerobacterale 


219846860 


3092041 30935 


gi 


219846859 


3093562 30950 


RNA, partial sequence 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


10 16S ribosomal RNA, partial sequence 
nobacteria; Actinobacteridae; Act 


osomal RNA, partial sequence 3152235 31537 
cteridae; Actinomycetales; Micrococcineae; 


Micrococcineae; Micrococcaceae 

112 gi| 219846856 |ref|NR_026448.1 

44 Arthrobacter 
3; Micrococcaceae 

112 gi|219846852|ref|NR_026444.1 
3104098 3105578 Strept 
Streptomycineae; Streptomyceta 

112 gi| 219846845 |ref|NR_026437.1 
3114620 311608 
inomycetales; Micrococci 

112 gi| 219846843 |ref|NR_026435.1 
complete sequence 3117680 3119160 Glucon 
Rhodospirillales; Acetobacteraceae 

112 gi|219846820|ref|NR_026412.1 
Intrasporangia 

112 gi| 219846805 |ref|NR_026397.1 
sequence 3173565 3175071 Thermo 
Thermoanaerobacterales; Thermoanaerobacteraceae 
112 gi| 219846786 |ref|NR_026378.1 


3202501 32039 


Clostridiales; Veillonellaceae; 


complete sequence 3235806 32373 
Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


112 gi|219846774|ref|NR_026366.1 

sequence 3219155 3220600 Coprot 
Thermoanaerobacterales; Thermodesulfobiaceae; C 
112 gi|219846770|ref|NR_026362.1 
Intrasporangia 

112 gi| 219846763 |ref|NR_026355.1 


219846741 


3268876 32703 


gi 


gi 


gi 


219846737 


6S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


219846735 


DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846729 


Rlha3 16S ribosomal RNA, partial sequence 32871 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesul 


162376 Bacteria_16S 


3323022 3323058 76 


112 


gi 


219846704 


Desulfovibrionaceae; Des 
219846892 |ref|NR_026484.1 
3043846 304530 
Actinomycetales; Microco 
219846885 | ref |NR_026477.1 
1 sequence 3054533 305602 
Rhodocyclales; Rhodo 
219846876|ref|NR_026468.1 


ial sequence 3067998 30694 
Actinomycetales; 


Eubacteriaceae; 


ref|NR_026486.1 
95 Desulfovibrio 


6 
Micr 
NR_026458.1 
6 
s; Thermoana 


ref|NR_026452.1 
Micrococcaceae 


ref|NR_026451.1 


2 
Strept 


ref |NR_026333.1 


ref|NR_026329.1 


ref |NR_026327.1 

3278074 327953 
Acetob 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Rarobacter 
9 Rarobacter 
ccineae; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Thermoanaerobacter 
6 Thermoanaerobacter 


erobacteraceae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
Micrococcineae; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Streptomyces lydicus 
omyces lydicus Bacteria; 

ceae; Streptomyces. 
Microbacterium 

0 Microbacterium 

neae; Microbacteriaceae; 


Gluconacetobacter 

acetobacter intermedius 

; Gluconacetobacter. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Thermoanaerobacter 
anaerobacter mathranii 
; Thermoanaerobacter. 
Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 
Sporomusa. 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Streptomyces 

0 Streptomyces 
omycineae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
Acetobacterium. 


Acetobacterium 

2 Acetobacterium 
acterium. 
Thermodesulfovibrio 
desulfovibrio islandicus 


ref|NR_026296.1 


Thermoanaerobacterium 


aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Incertae Sedis; 


Thermoanaerobacterium. 


162376 Bacteria_16S 3351898 3351934 76 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


162376 Bacteria_16S 3354985 3355021 76 


tyrofermentans strain CNRZ 926 16S ribosomal RNA, 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; Brachybacterium. 
162376 Bacteria_16S 3356545 3356581 76 


strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


162376 Bacteria_16S 3358108 3358144 76 


nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; Brachybacterium. 
162376 Bacteria_16S 3359672 3359708 76 


112 


112 


112 


112 


112 


gi 


gi 


complete sequence 3354134 335564 
Actinomycetales; 


gi 


gi 


gi 


219846683 


219846680 


219846679 


219846678 


219846677 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 


alimentarium Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; Brachybacterium. 
162376 Bacteria_16S 3397519 3397555 76 
strain DSM 43852 


162376 Bacteria_16S 3399044 3399080 76 


112 


112 


gi 


gi 


219846647 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 


219846646 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 


uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
162376 Bacteria_16S 
strain DSM 20167 


3400578 3400614 76 


162376 Bacteria_16S 
strain DSM 20119 


3402104 3402140 76 


162376 Bacteria_16S 
strain DSM 20138 


3403644 3403680 76 


162376 Bacteria_16S 
histidinolovorans 
histidinolovorans 
Micrococcaceae; Arthrobacter. 

162376 Bacteria_16S 3406700 3406736 76 
strain DSM 20116 


3405174 3405210 76 


162376 Bacteria_16S 
strain NCTC 10951 


3412848 3412884 76 


162376 Bacteria_16S 3415783 3415819 76 


strain NCTC 25174 


Cellulomonas. 


162376 Bacteria_16S 3417264 3417300 76 


hordeovulneris strain CIP 103149 16S ribosomal 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
162376 Bacteria_16S 3448283 3448319 76 
subrutilus strain 


DSM 40445 16S ribosomal RNA, 


112 


112 


112 


112 


112 


112 


112 


112 


112 


gi 


gi 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
162376 Bacteria_16S 3449850 3449886 76 
strain NRRL 2418 16S ribosomal RNA, 


Streptomyces. 
162376 Bacteria_16S 


3452984 3453020 76 


112 


112 


gi 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219846645 


16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846644 


16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846643 


16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846642 


strain DSM 20115 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


219846641 


16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846636 


219846634 


219846633 


RNA, partial sequence 


219846611 


complete sequence 
Actinomycetales; 


219846610 
34490 


219846608 


strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 34536 


162376 Bacteria_16S 3454511 3454547 76 


112 


gi 


219846607 


strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 34551 


162376 Bacteria_16S 3456040 3456076 76 


112 


gi 


219846606 


strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 34566 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


162376 Bacteria_16S 3457569 3457605 76 


112 


gi 


219846605 


sequence 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; Mi 


3412006 3413422 Actino 
3414964 3416365 Cellul 


Micrococcineae; 


Actinomycetales; 


Streptomycineae; 


ref|NR_026275.1 
Microbacteriac 
ref|NR_026272.1 


ref |NR_026271.1 


ref |NR_026270.1 
3357257 335877 
Microc 


ref|NR_026269.1 
3358821 336033 
Microco 


ref |NR_026239.1 


ref |NR_026238.1 
3398202 339968 
Micrococ 


ref |NR_026237.1 
Micrococcaceae 
ref |NR_026236.1 


Micrococcaceae 
ref |NR_026235.1 


Micrococcaceae 
ref |NR_026234.1 
340433 


ref |NR_026233.1 
Micrococcaceae 
ref |NR_026228.1 


Actinomycetace 
ref|NR_026226.1 


Cell 
ref|NR_026225.1 


341641 
Actin 


ref|NR_026203.1 
3447437 344895 
Streptomy 


ref|NR_026202.1 
03 3450520 Strept 
Str 
ref |NR_026200.1 


Micrococcaceae 
ref|NR_026199.1 


Micrococcaceae 
ref |NR_026198.1 
68 Arthrobacter 
Micrococcaceae 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Brachybacterium 
5 Brachybacterium 


Micrococcineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 
Dermabacteraceae; 


Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Brachybacterium 
2 Brachybacterium 


ccineae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 

crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 
Actinomyces viscosus 
myces viscosus Bacteria; 

ae; Actinomyces. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


; Micrococcus. 
Kocuria kristinae 


36 Kocuria kristinae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


; Kocuria. 
Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 


ref |NR_026197.1 


Nesterenkonia halobia 


strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 


162376 Bacteria_ 


protophormiae str 
protophormiae Bac 
Micrococcaceae; Arthrobacter. 


162376 Bacteria_ 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; Arthrobacter. 


162376 Bacteria_ 
strain DSM 20546 


162376 Bacteria_ 


polychromogenes s 
polychromogenes B 
Micrococcaceae; Arthrobacter. 


162376 Bacteria_ 
strain DSM 20545 


162376 Bacteria_ 


nicotianae strain 
nicotianae Bacter 


Arthrobacter. 

162376 Bacteria_ 
crystallopoietes 
crystallopoietes 


Micrococcaceae; Arthrobacter. 
162376 Bacteria_16S 


strain DSM 20133 


Arthrobacter. 


162376 Bacteria_16S 
denticolens strai 
denticolens Bacte 


Actinomycetaceae; 


162376 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
162376 Bacteria_16S 


strain DSM 40089 


Actinobacteria; Actinobacteridae; Actinomycetales; 
162376 Bacteria_16S 
bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 
162376 Bacteria_16S 


strain DSM 3133 1 


strain DSM 20145 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


162376 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


162376 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


162376 Bacteria_16S 


16S 3459063 3459099 76 112 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


16S 3460584 3460620 76 112 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
16S 


3462104 3462140 76 112 


gi 


16S 3463627 3463663 76 112 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
16S 


3465150 3465186 76 112 


gi 


16S 3466673 3466709 76 112 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


16S 3468195 3468231 76 112 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


3469721 3469757 76 112 


gi 


3471239 3471275 76 112 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3480336 3480372 76 112 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 
3481814 3481850 76 112 gi 
16S ribosomal RNA, partial sequence 


3484829 3484865 76 112 


gi 
Stre 
3486396 3486432 76 112 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3487962 3487998 76 


v 


112 gi 


3491025 3491061 76 112 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3505986 3506022 76 


v 


112 gi 


3507503 3507539 76 112 gi 
DSM 20166 16S ribosomal RNA, partial s 


3509024 3509060 76 112 gi 
in DSM 20638 16S ribosomal RNA, partia 


; Microbacterium. 


3510546 3510582 76 112 gi 
DSM 20530 16S ribosomal RNA, partial s 


pt 


oc 


Ac 


oc 


eq 
a; Actinobacteria; Actinobacteridae; Act 


eria; Actinobacteria; Actinobacteridae; 


eq 
a; Actinobacteria; Actinobacteridae; Act 


219846603 
al 
e; 


219846602 
te 
ae 


, 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846600 
dae; 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219846598 

sequence 

Ac 


219846597 
rt 
idae; 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
162376 Bacteria_16S 
globiformis strai 
globiformis Bacte 


oc 
219846595 
sequence 


219846589 


1 


219846588 


no 
219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
omycinea 


219846585 
sequence 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
162376 Bacteria_16S 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
162376 Bacteria_16S 


219846582 
sequence 


219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
162376 Bacteria_16S 


219846571 
uence 


219846570 
1 


’ 


219846569 
uence 


3512068 3512104 76 112 


gi 


219846568 


lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


sequenc 
Actinomycet 


sequenc 
Actino: 


ococcineae 


tial seque 
Actin 


occineae; 


tinomyce 


ial sequ 
Acti 


occineae 


Actinomyc 


sequence 
Actinomyc 


34809 
mycineae; 


Actinomyc 


occineae 


tinomyce 


occineae 


inomycet 


sequence 
Actinomy 


inomycet 


ref |NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micr 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
3 Micrococcacea 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


, 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026187.1 

3470399 347186 
etales; Micrococ 


ref|NR_026181.1 
3479494 348091 
etales; Actinomy 


ref|NR_026180.1 
66 3482380 Actino: 
; Actinomycetace 
ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


ref|NR_026176.1 


; Cellulomonadac 
ref|NR_026174.1 

3490176 349169 
tales; Streptomy 


ref|NR_026164.1 


Microbacteria 


les; 


NR_026161.1 
3509716 351118 
ales; Micrococci 


v 


fo} 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


v 


Arthrobacter. 
Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 
es 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


v 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces 
5 Actinomyces 
cineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 
ycineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Streptomyces 

3 Streptomyces 
cineae; 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


ref|NR_026160.1 
3511236 351270 


Microbacterium 
9 Microbacterium 


162376 Bacteria_16S 3513594 3513630 76 112 gi|219846567|ref|NR_026159.1| Rathayibacter rathayi 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
162376 Bacteria_16S 3515118 3515154 76 112 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
162376 Bacteria_16S 3553470 3553506 76 112 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

162376 Bacteria_16S 3555001 3555037 76 112 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

162376 Bacteria_16S 3585314 3585350 76 112 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

162376 Bacteria_16S 3586866 3586902 76 112 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 
strain JB13 16S ribosomal RNA, partial sequence 3585997 3587456 Methylomonas fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

162376 Bacteria_16S 3589959 3589995 76 112 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 3590619 Ideonella dechloratans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 

162376 Bacteria_16S 3638381 3638417 76 112 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

162376 Bacteria_16S 3639933 3639969 76 112 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

162376 Bacteria_16S 3641502 3641538 76 112 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

162376 Bacteria_16S 3643027 3643063 76 112 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

162376 Bacteria_16S 3644559 3644595 76 112 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
162376 Bacteria_16S 3718713 3718749 76 112 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

162376 Bacteria_16S 3732118 3732154 76 112 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

162376 Bacteria_16S 3760363 3760399 76 112 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
strain Co53T 16S ribosomal RNA, partial sequence 3759507 3761025 Borrelia coriaceae Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

162376 Bacteria_16S 3769264 3769300 76 112 gi|219846385|ref|NR_025976.1| Clavibacter 
michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 3768438 3769927 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 

162376 Bacteria_16S 3794938 3794974 76 112 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

162376 Bacteria_16S 3797984 3798020 76 112 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

162376 Bacteria_16S 3816272 3816308 76 112 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

162376 Bacteria_16S 3828523 3828559 76 112 gi|219846344|ref|NR_025934.1| Cardiobacterium 
hominis strain 6573 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
162376 Bacteria_16S 3854107 3854143 76 112 gi|219846326|ref|NR_025916.1| Leptothrix discophora 


strain SS-1 16S r 


ibosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


3853246 3854730 Leptothrix discophora Bacteria; 


162376 Bacteria_16S 


3881619 3881655 76 


112 


gi| 219846308 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


thermocopriae Bacteria; 
Thermoanaerobacter. 
162376 Bacteria_16S 
strain HAR-13 16S 


162376 Bacteria_16S 
strain Hk501 16S 
Spirochaetes; Spirochaetales; 
162376 Bacteria_16S 


Spirochaetales; 
162376 Bacteria_16S 


162376 Bacteria_16S 
strain ATCC 25495 


Streptomyces. 
162376 Bacteria_16S 


Streptomycetaceae; 
162376 Bacteria_16S 


Streptomycetaceae; 
162376 Bacteria_16S 


Streptomycetaceae; 
162376 Bacteria_16S 


Streptomycetaceae; 
162376 Bacteria_16S 
strain RL-34 16S ribosomal RNA, 


Actinobacteria; Actinobacteridae; Actinomycetales; 
3933665 3933701 76 
strain HT31 16S ribosomal RNA, partial sequence 
Spirochaetaceae; 
3961671 3961707 76 
16S ribosomal RNA, partial sequence 3960828 39622 
Betaproteobacteria; Burkholderiales; Rubrivivax. 

3963174 3963210 76 
strain FR2 16S ribosomal RNA, partial sequence 


162376 Bacteria_16S 


Spirochaetes; Spirochaetales; 
162376 Bacteria_16S 
strain ATH 2.2.1 
Proteobacteria; 

162376 Bacteria_16S 


Proteobacteria; 
162376 Bacteria_16S 


Bacteria; 
162376 Bacteria_16S 
salexigens strain 
Bacteria; 
162376 Bacteria_16S 


Firmicutes; 


3895600 3895656 58 
ribosomal RNA, 


Spirochaetaceae; 
3916685 3916721 76 
Ya501 16S ribosomal RNA, partial sequence 


3922805 3922841 76 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3924385 3924421 76 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3925966 3926002 76 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 

3927546 3927582 76 
acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3929127 3929163 76 


Clostridia; 


114 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
3915269 3915305 76 
ribosomal RNA, 


112 
partial sequence 
112 


112 


112 


112 


112 


112 


112 


112 


complete sequence 


112 


112 


112 


112 


112 


112 


Borrelia; 


complete sequence 


complete sequence 


complete 


Borrelia. 


Rhodobacterales; 


Thermoanaerobacterales; 


gi| 219846298 
3894733 38962 


gi|219846284 
3914434 39158 


gi| 219846283 


3915851 3917216 Borrelia 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 
3919643 3919679 76 
strain ATCC 19812 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
3921224 3921260 76 
16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846281 
39187 


gi 


Streptomycineae; 


219846280 
39203 


gi 


219846279 
sequenc 
Actinomyc 


gi 


gi| 219846278 
complete seque 


219846277 
complete 


gi 


219846276 
sequence 


gi 


gi| 219846275 
3928271 39298 


Streptomycineae; 


gi| 219846271 
3932829 39341 


gi|219846251 


gi|219846250 
3962329 39637 


Betaproteobacteria; Burkholderiales; Comamonadace 
3969148 3969192 68 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
3970590 3970642 60 
WS 68 16S ribosomal RNA, partial sequence 39698 
Proteobacteria; Alphaproteobacteria; 
3972029 3972065 76 


219846246 
39683 


gi 


Rhodospirillales; 


gi|219846245 
R 


gi|219846244 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; 
162376 Bacteria_16S 


Proteobacteria; 
3977890 3977926 76 


112 


Betaproteobacteria; 


Burkh 


gi|219846240 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 


centenum Bacteria; 
Rhodospirillum. 
162376 Bacteria_16S 


4058820 4058856 76 


Proteobacteria; Alphaproteobacteria; 


112 


Rhodospir 


gi|219846181 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequen 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Citricoccus. 
162376 Bacteria_16S 
strain CLN-1 16S 
Proteobacteria; 


162376 Bacteria_16S 


4081644 4081680 76 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Tepidimonas. 
4084699 4084735 76 
pratensis strain F31 16S ribosomal RNA, partial sequence 


112 


112 


Actino: 


gi|219846165 
4080799 40822 


219846163 


Borrelia 


Streptomycineae; 


Actinomycetales; 


Actinomycetales; 


ref|NR_025898.1 


ref|NR_025888.1 


ref|NR_025874.1 


ref |NR_025873.1 


ref|NR_025871.1 


ref|NR_025870.1 


ref|NR_025869.1 


ref|NR_025867.1 


ref|NR_025866.1 


ref|NR_025865.1 
00 Streptomyces 


ref |NR_025861.1 


ref |NR_025841.1 


ref |NR_025840.1 


Rhodoferax. 
NR_025836.1 


ae; 
ref 


ref|NR_025835.1 
hodobacteraceae 
ref|NR_025834.1 


olderiales; 
ref |NR_025830.1 

3977072 397838 
illales; 


ref|NR_025771.1 
ce 4057969 405944 
mycetales; 


ref|NR_025755.1 


ref 


gi 


NR_025753.1 


3880766 388228 
Thermoanaerobacteraceae; 


turdi Bacteria; 


e 3921948 392347 
Streptomycineae; 


etales; 
ref|NR_025868.1 
nce 392352 


sequence 392511 


3926691 392822 
Streptomycineae; 


Streptomycetaceae; 


3971185 397263 
Comamonadaceae; 


Thermoanaerobacter 
7 Thermoanaerobacter 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 
burgdorferi group. 


Borrelia turdi strain 
Spirochaetes; 


Streptomyces tendae 


87 3920316 Streptomyces tendae Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Streptomyces sampsonii 


67 3921897 Streptomyces sampsonii 
Streptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomyces scabiei 
scabiei Bacteria; 
Streptomyces. 
Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Phaeospirillum fulvum 


66 3969766 Phaeospirillum fulvum 
Rhodospirillaceae; Phaeospirillum. 


Rhodothalassium 


17 3971134 Rhodothalassium salexigens 
7 


Rhodothalassium. 
Brachymonas 

6 Brachymonas 
Brachymonas. 
Rhodospirillum 

6 Rhodospirillum 


Rhodospirillaceae; 


Citricoccus 
8 Citricoccus 


Micrococcineae; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Methylobacillus 


4083873 4085273 Methylobacillus pratensis 


Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 


162376 Bacteria_16S 
KMM 3905 16S ribo 
Actinobacteridae; 
162376 Bacteria_16S 
strain CPJVR-H 16 


162376 Bacteria_16S 
thermodepolymeran 
thermodepolymeran 
Schlegelella. 

162376 Bacteria_16S 
strain CA15-8 16S 


162376 Bacteria_16S 
olivochromogenes 
olivochromogenes 
Streptomycetaceae; 
162376 Bacteria_16S 


strain B7319 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


162376 Bacteria_16S 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequ 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
162376 Bacteria_16S 
thermautotrophica 
thermautotrophica 
Sedis; Carboxydocella. 
162376 Bacteria_16S 

strain R18165 16S 


162376 Bacteria_16S 
strain C3H-21 16S 


162376 Bacteria_16S 
moscoviensis stra 


162376 Bacteria_16S 


s Bacteria; 


ribosomal RNA, 


4125424 4125460 76 


4126910 4126946 76 


4189913 4189949 76 


4200395 4200431 76 


4201878 4201914 76 


4203376 4203412 76 


4204924 4204960 76 


4207944 4207979 76 


strain 41 16S ribosomal RNA, 
Bacteria; 


Firmicutes; 


4238313 4238349 76 


4244306 4244342 76 


125173 125236 49 


in NSP M-1 16S ribosomal RNA, 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitr 


253575 253626 61 


112 


112 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


112 


s strain K14 16S ribosomal RNA, partia 
Proteobacteria; 


112 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


112 


strain DSM 40451 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


112 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Streptomycineae; S 
112 gi|219846072|ref 
ence 
Actinomycetal 
112 gi|219846070|ref 
partial sequence 
Clostridia; Clostridiales; Cl 
112 gi|219846043|ref 
4237444 42389 
Ac 
112 gi| 219722939 |ref 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


112 


112 


partial 


gi| 219846133 


somal RNA, partial sequence 4124587 4126026 Kocur 
Actinomycetales; Micrococcineae; Microc 


gi| 219846132 
4126077 41275 


219846083 
1 


gi 


gi|219846075 
4199561 42010 


gi|219846074 


gi|219846073 
4202580 42040 


4243475 42448 


265678979 
sequence 


gi 


gi| 265678893 


kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 


kaplicensis Bacte 
Amaricoccus. 

162376 Bacteria_16S 
delbrueckii subsp. 


380596 380647 61 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 
162376 Bacteria_16S 
IMMIB R-145 16S r 


162376 Bacteria_16S 
fructosus strain 
fructosus Bacteria; 
162376 Bacteria_16S 
galactanivorans s 
galactanivorans B 
162376 Bacteria_16S 


strain ILE-3 16S ribosomal RNA, partial sequence 
Synergistia; 


Synergistetes; 
162376 Bacteria_16S 


Firmicutes; 


544729 544776 50 


2250028 2250079 61 


2392751 2392784 79 


train Dsij 16S ribosomal RNA, 
acteria; 


Bacteroidetes; 
2560486 2560521 77 


3065919 3065950 79 


Synergistales; 


ria; Proteobacteria; Alphaproteobacter 


112 


indicus strain NCC725 16S ribosomal 
indicus Bacteria; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


DSM 20349 16S ribosomal RNA, partial s 
Lactobacillales; 


ia; 


265678801 
RNA, parti 


gi 


actinosclerus strain 1187 16S ribosomal RNA, partial sequence 


actinosclerus Bacteria; 


Hymenobacter. 
162376 Bacteria_16S 


Bacteroidetes; 


3201878 3201932 58 


strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


Corynebacterium. 
162376 Bacteria_16S 


strain ATCC 33530 16S ribosomal RNA, partial sequence 


3519715 3519758 77 


Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


162376 Bacteria_16S 


strain 234/92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


3571680 3571734 58 


Bifidobacteriales; 


occaceae; 


sequence 
Betaproteobacteria; 


occineae; 


rtial sequence 
idae; Actinomy 


ospiraceae; 


Rhodob 


ref 


Ko 
ref 


s 
ref 


rs 


Burk 


ref 


Mi 
ref 


ref 


De 
ref 


Ni 
ref 


acte 


ref 
als 


Firmicutes; 


ia marina Bacte 
64 Streptomyces 
Streptomycineae; 


189049 41905 


31 Arthrobacter 


27 Streptomyces 


4204078 42055 
Streptomycineae; 


4207086 42085 


124349 12586 


252777 25420 


NR_025723.1 
x 
curia. 
NR_025722.1 


treptomyceta 

NR_025673.1 
6 
holderiales; 


NR_025665.1 


crococcaceae 
NR_025664.1 

420108 
cetales; Str 


NR_025663.1 


treptomyceta 
NR_025662.1 
6 


es; 


NR_025660.1 
4 
ostridiales 


NR_025633.1 


tinomycetace 
NR_024571.1 


rmabacterace 

NR_029287.1 
7 
trospira. 
NR_029201.1 
1 


rales; Rhodo 


NR_029106.1 
equence 


Lactobacillales; 


Kocuria marina strain 
ia; Actinobacteria; 


Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Schlegelella 

5 Schlegelella 
Comamonadaceae; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Streptomyces 

2 4202529 Streptomyces 

eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
5 Streptomyces 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 
ococcineae; 


ae; Brachybacterium. 
Nitrospira 
Nitrospira 


Amaricoccus 
Amaricoccus 
bacteraceae; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Nocardia puris strain 

e; Nocardia. 
Fructobacillus 

7 Fructobacillus 


Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Mycoplasma genitalium 
asma genitalium 


Turicella otitidis 


97 gi| 265678689 |ref|NR_028994.1 
543951 545424 Nocardia puris Bacteria; 
Nocardiacea 
112 gi|219857566|ref|NR_025154.1 
equence 2249193 225066 
Fructobacillus. 
112 gi|219857465|ref|NR_025053.1 
partial sequence 2391886 239336 
Flavobacteria; Flavobacteriales; Flavoba 
112 gi|219857337|ref|NR_024925.1 
2559665 25611 
Synergistaceae; Aminobacterium. 
110 gi|219846878|ref|NR_026470.1 
3065078 306652 
Sphingobacteria; Sphingobacteriales; Flexi 
112 gi| 219846787 |ref|NR_026379.1 
eae; Corynebacte 
120 gi| 219846563 |ref|NR_026155.1 
3518849 3520338 Mycopl 
112 gi| 219846528 |ref|NR_026120.1 


3570843 3572303 Turicella otitidis Bacteria; 


Turicella. 


162376 Bacteria_16S 
lactatifermentans 
lactatifermentans Bacteria; 
162376 Bacteria_16S 67471 
asaccharolytica s 
asaccharolytica B 
Sphingomonas. 
162376 Bacteria_16S 
antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas. 
162376 Bacteria_16S 
espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 
162376 Bacteria_16S 
strain PCL 16S ri 
Fusobacteria. 
162376 Bacteria_16S 
strain 01008 16S 
Tenericutes; Moll 
162376 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 
162376 Bacteria_16S 
strain TF-27 16S 
Proteobacteria; G 
162376 Bacteria_16S 
strain PUPA-2 16S 
Tenericutes; Mollicutes; 
162376 Bacteria_16S 547783 547837 58 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
162376 Bacteria_16S 
albertensis strai 
albertensis Bacte 
Acidithiobacillus 
162376 Bacteria_16S 
strain VPB 4027 1 
Fusobacteria; Fusobacteriales; 
162376 Bacteria_16S 669037 669099 50 
pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; Arcanobacterium. 

162376 Bacteria_16S 711096 711150 
strain NVI 88/478 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
162376 Bacteria_16S 737222 737276 
strain PIPN-2 16S 
Tenericutes; Mollicutes; 
162376 Bacteria_16S 837237 837298 50 
strain S1 16S rib 


4220178 4220241 49 


Firmicutes; 
67525 58 


82330 82384 58 


128222 128276 58 


149334 149388 58 


286696 286738 78 
ribosomal RNA, partial 


372947 373001 58 


434626 434680 58 
ribosomal RNA, partial 


440799 440853 58 


acteria; 


563194 563248 58 
ria; Proteobacteria; 


634218 634272 58 


58 


58 


162376 Bacteria_16S 
elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 
162376 Bacteria_16S 
subsp. vallismort 
subsp. vallismort 
Salinivibrio. 

162376 Bacteria_16S 
strain I-75 16S r 
Proteobacteria; G 
162376 Bacteria_16S 
strain DO 14784 1 
Proteobacteria; G 
162376 Bacteria_16S 


937924 937978 58 


965799 965853 58 
is Bacteria; 


990351 990405 58 


991922 991976 58 


1005685 1005739 58 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Proteobacteria; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


strain G17 16S ribosomal RNA, partial 


train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; 


261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; 


112 gi|219846061|ref|NR_025651.1| Clostridium 
sequence 4219342 4220838 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
112 gi|265679019|ref|NR_029327.1| Sphingomonas 
sequence 66694 68135 Sphingomonas 
cteria; Sphingomonadales; Sphingomonadaceae; 
112 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
ce 81499 83011 Pseudoalteromonas antarctica 
Alteromonadales; Pseudoalteromonadaceae; 
112 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
e 127409 128819 Pseudoalteromonas espejiana 
Alteromonadales; Pseudoalteromonadaceae; 
112 gi|265678963|ref|NR_029271.1| Clostridium rectum 


bosomal RNA, partial sequence 


120 
sequence 


112 


112 
sequence 


112 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


112 


112 


112 


112 


112 


112 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


148511 15001 


gi 


265678869 


285875 28729 


icutes; Mycoplasmataceae; Mycoplasma. 


gi 


rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


gi 


265678806 
quence 
teria; 


265678765 


433793 43528 


ammaproteobacteria; Alteromonadales; S 


gi 


hewanellac 
265678761 


439970 44147 


gi 


train KMM 3635 16S ribosomal RNA, part 


Proteobacteria; Gammaproteoba 


gi 


n DSM 14366 16S ribosomal RNA, partial 
Gammaproteobacter 


gi 


Fusoba 


gi 


ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


gi 


partial sequence 
Alteromonadales; 


gi 


M 


Entomoplasmataceae; M 


265678687 
cteria; Al 
265678677 


sequence 


265678628 


6S ribosomal RNA, partial sequence 633402 63487 
Fusobacteriaceae; 


cterium. 
265678603 
al sequenc 


265678575 
71023 

oritellace 

265678556 


736380 73789 


KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


is strain DV 16S ribosomal RNA, partia 


6S ribosomal RNA, partial sequence 991068 99256 
ammaproteobacteria; Enterobacteriales; 


Sph 


ial sequen 


ia; Acidit 


ref 


ref 


ref 


eae; 
ref 


esop 
ref 


tero. 


ref 


hiob 


ref 


ref 


e; Actinomycet 


ref 


ae; 
ref 


372149 37361 
ingo: 


3 Fusobacterium 


e 668320 66970 


9 711741 Morit 


7 Entomoplasma 


NR_029175.1 


NR_029111.1 
0 
monadales; S 
NR_029070.1 


Shewanella 
NR_029066.1 


lasma. 
NR_028992.1 


ce 546976 548458 


monadales; P 


NR_028982.1 


562358 563851 
acillales; Acidithiobacillaceae; 


NR_028933.1 


NR_028908.1 
6 
ales; Actino 
NR_028880.1 
e 
Moritella. 


NR_028860.1 


5 Clostridium rectum Bacteria; 


Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Acidithiobacillus 
Acidithiobacillus 
Fusobacterium equinum 
equinum Bacteria; 
Arcanobacterium 
Arcanobacterium 


mycineae; 


Moritella viscosa 
lla viscosa Bacteria; 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Salinivibrio costicola 
Salinivibrio costicola 


ibrionaceae; 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 


Entomoplasmataceae; Entomoplasma. 

112 gi| 265678488 |ref|NR_028791.1 
836449 83791 

nebacterineae; Nocardiacea 

112 gi|265678420|ref|NR_028722.1 

uence 937095 938588 

; Alteromonadales; Pseudoa 

112 gi|265678401|ref|NR_028703.1 

1 sequence 964933 966480 

Gammaproteobacteria; Vibrionales; V 

112 gi|265678384|ref|NR_028686.1 
989496 99101 

Enterobacteriaceae; Citro 

112 gi| 265678383 |ref|NR_028685.1 

Enterobacteriaceae; Citro 

112 gi|265678374|ref|NR_028676.1 


Pseudoalteromonas 


peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


162376 Bacteria_16S 
strain OK-1 16S r 
G 
162376 Bacteria_16S 
strain SB2B 16S r 
G 
162376 Bacteria_16S 
yabuuchiae strain 
Proteob 
162376 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 
n JCM 10188 16S ribosomal RNA, partial 


aerofaciens strai 


aerofaciens Bacte 
Coriobacteriaceae 
162376 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; 


serovar 3 str. 
serovar 3 str. 
hartmannellae Bac 


strain ELCA-2 16S 
Tenericutes; Moll 


162376 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


162376 Bacteria_16S 
strain ATCC 33508 16S ribosomal RNA, p 
Ga. 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


162376 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


162376 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


162376 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


162376 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


162376 Bacteria_16S 
n KMM 255 16S ribosomal RNA, partial s 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


162376 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


162376 Bacteria_16S 
train NF22 16S ribosomal RNA, 


livingstonensis s 
livingstonensis B 
Shewanella. 


162376 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


G 
162376 Bacteria_16S 
AT 
AT 
162376 Bacteria_16S 
hartmannellae str 


monadetes; 
162376 Bacteria_16S 


cteria; 


1010172 1010226 58 112 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1011722 1011776 58 112 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1068003 1068057 58 Pi 


gi 


gi 


gi 


acteria; Alphaproteobacteria; 
1078306 1078360 58 112 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1110081 1110119 61 99 gi 


ria; Actinobacteria; 
Collinsella. 
1111627 1111681 58 


Coriobacteridae; 


v 


112 gi 


1122302 1122344 78 120 


gi 
CC 27815 Bacteria; 


1247799 1247837 76 114 


gi 


1279136 1279190 58 112 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1282087 1282141 58 112 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1355349 1355403 58 


gi 


gi 


112 gi 


costicola Bacteria; Proteobacteria; 
1358281 1358335 58 112 

rain ATCC 25563 16S ribosomal 
CC 25563 Bacteria; Fusobacteria; 
1385468 1385522 58 112 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; 


gi 


1398888 1398950 50 112 


gi 
Gemmatimonadales; 
1400378 1400432 58 
RNA, partial sequence 


112 gi 
Sphingomonadales; 

1403374 1403428 58 112 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 
1608185 1608239 58 112 gi 
rain S12 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobac 


1754292 1754346 58 112 


gi 


ria; Proteobacteria; Gammaproteobacter 


1766396 1766450 58 112 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1847052 1847106 58 112 gi 
partial 

acteria; Proteobacteria; Gammaproteoba 
1929113 1929167 58 112 
ibosomal RNA, partial sequence 


gi 


1930649 1930703 58 112 


gi 


1009316 10108 
s 


1010904 10123 
s 


Al-18 16S ribosomal RNA, partial sequ 
Sphingomonadales; 


6S ribosomal RNA, partial sequence 1110771 11122 
ammaproteobacteria; Alteromonadales; M 


CC 27815 16S ribosomal RNA, partial se 
Tenericutes; Mollic 


ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
162376 Bacteria_16S 
1278319 12798 
Entomoplasmataceae; M 


1281261 12827 
Entomoplasmataceae; 


RNA, par 
Fusob 


Gammaprot 
T-27 16S ribosomal RNA, partial seque 


Gemmatimo 


1399580 1401060 Sphin 


1928261 19297 
ammaproteobacteria; Alteromonadales; Mor 
162376 Bacteria_16S 
strain 2693 16S ribosomal RNA, partial sequence 


265678371 


hewanellac 
265678370 


hewanellac 
265678332 
ence 10672 


265678324 
10775 
Sphingomon 
265678302 

sequence 
Coriobacte 


265678301 


oritellace 
228715451 
quence 

utes; Myco 
219857449 
equence 

hlamydiace 
219846093 


219846087 


E 
228720264 
artial seq 
mmaproteob 


228720055 
tial seque 


228716834 
equence 


228715357 
nce 13980 
nadaceae; 

228715353 


Sphingomon 
219857444 
14026 
nadales; P 
219878471 
quence 

teria; Alt 


219878370 
equence 
ia; Altero 


, 


219878360 
ence 17655 
ales; Ecto 
219878304 
sequence 

cteria; Al 


219878242 


itellace 


acteriales; 


eobacteria; 


ref|NR_028673.1| Shewanella algae 

53 Shewanella algae Bacteria; 

eae; Shewanella. 

ref|NR_028672.1| Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 
eae; Shewanella. 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028604.1 

1109258 111072 
riales; Corioba 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Collinsella 
0 Collinsella 
terineae; 


ref|NR_028602.1| Moritella yayanosii 
56 Moritella yayanosii Bacteria; 
ae; Moritella. 
ref|NR_027532.1 
1121455 112289 
plasmataceae; Ur 
ref |NR_025037.1 
1246931 124845 
ae; Neochlamydia 
ref|NR_025683.1| Mesoplasma corruscae 
03 Mesoplasma corruscae Bacteria; 
esoplasma. 
ref |NR_025677.1 
49 Entomoplasma 
ntomoplasma. 
ref|NR_027590.1 
uence 135446 
acteria; Vibrion 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 

Neochlamydia 
9 Neochlamydia 


Entomoplasma somnilux 
somnilux Bacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Shewanella 
1 Shewanella 
s; Shewanellaceae; 


ref 
nce 


NR_027588.1 

135754 
; Fusobacteriace 
ref|NR_027556.1 
1384632 138613 
; Alteromonadale 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref |NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


Gemmatimonas 
imonas aurantiaca T-27 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Pseudoalteromonas 
alteromonas ulvae 
aceae; 


ref|NR_025610.1 
1607365 160881 
eromonadales; Sh 


Shewanella 
2 Shewanella 
ewanellaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


ref|NR_025509.1 
1753455 175495 
monadales; Pseud 


ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref |NR_025443.1 

1846218 184771 
teromonadales; S 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Shewanella 

2 Shewanella 
hewanellaceae; 


ref|NR_025381.1| Moritella profunda 
62 Moritella profunda Bacteria; 
ae; Moritella. 


219878241 


ref|NR_025380.1| Moritella abyssi 


1929813 1931309 Moritella abyssi Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


162376 Bacteria_16S 


strain EDIV 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


162376 Bacteria_16S 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 
162376 Bacteria_16S 
strain IH003 16S 
Firmicutes; 
162376 Bacteria_16S 
strain KMM 3582 1 
Proteobacteria; 
162376 Bacteria_16S 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 
162376 Bacteria_16S 


strain L1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


162376 Bacteria_16S 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
162376 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; 


1956350 1956404 58 


2092342 2092396 58 


2177288 2177341 58 
Leuconostoc. 
2189391 2189445 58 
2273093 2273147 58 

Proteobacteria; 


2288265 2288319 58 


2291289 2291343 58 
Proteobacteria; 


2294353 2294407 58 


Entomoplasmatales; 


112 


112 


112 


ribosomal RNA, partial sequence 
Lactobacillales; 


112 


112 


112 


112 


Gammaproteobacteria; 


112 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


gi| 219878224 


1955571 19570 
Sphingomonadales; 


gi|219878128 


2091488 20930 
Gammaproteobacteria; Alteromonadales; 


gi|219857615 


2176454 21779 


gi| 219857606 


6S ribosomal RNA, partial sequence 2188558 21900 
Gammaproteobacteria; Alteromonadales; 


gi|219857551 


gi|219857540 


2287434 22889 
Entomoplasmataceae; 


gi|219857538 


gi|219857535 


2293525 22949 


162376 Bacteria_16S 2400225 2400279 58 112 gi| 219857460 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; 
Hyphomicrobium. 


162376 Bacteria_16S 
strain KMM 3299 1 
Proteobacteria; 
162376 Bacteria_16S 


2442897 2442951 58 


2447482 2447536 58 


112 


112 


gi| 219857424 


6S ribosomal RNA, partial sequence 2442080 24435 
Gammaproteobacteria; Alteromonadales; 


gi|219857421 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 


maricaloris Bacteria; 
Pseudoalteromonas. 
162376 Bacteria_16S 
strain JSS-7 16S 


162376 Bacteria_16S 


versutus strain AL2 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
162376 Bacteria_16S 


Proteobacteria; 


2461025 2461079 58 


2471761 2471815 58 


2474639 2474693 58 


Gammaproteobacteria; 


112 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


112 


112 


sequence 
Chromatiales; 


gi|219857409 


2460248 24616 
Sphingomonadales; 


gi] 219857402 


gi|219857400 


cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 


cavipharyngis Bacteria; 


162376 Bacteria_16S 


strain 4822 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


162376 Bacteria_16S 


strain VP-5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


162376 Bacteria_16S 
floricola strain 
Bacteria; 
162376 Bacteria_16S 
strain SM2-1 16S 
Proteobacteria; 

162376 Bacteria_16S 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


schlegeliana Bacteria; 
162376 Bacteria_16S 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; 


Shewanella. 
162376 Bacteria_16S 


strain MKT 106 16S ribosomal RNA, partial sequence 


Proteobacteria; 
162376 Bacteria_16S 


strain JCM1234 16S ribosomal RNA, partial sequence 


2476134 2476188 58 


2539383 2539437 58 


2695803 2695857 58 


Proteobacteria; Alphaproteobacteria; 


2733727 2733781 58 


2735217 2735271 58 


Proteobacteria; 
2736707 2736761 58 


Proteobacteria; 


2741064 2741118 58 


2952037 2952091 58 


Tenericutes; Mollicutes; 


112 


112 


S-877 16S ribosomal RNA, partial sequence 


Hyphomonas 

112 gi|219857191|ref|NR_024819.1 
2695010 2696445 Saccha 
Rhodospirillales; Acetobacteraceae 
112 gi| 219857165 |ref|NR_024793.1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


112 


112 


Gammaproteobacteria; 


112 


Gammaproteobacteria; Alteromonadales; Alt 


112 


Mycoplasmataceae; 


gi| 219857399 
2475319 24767 


gi|219857351 
2538597 25399 


2732909 27343 


gi|219857164 


gi|219857163 


gi|219857160 
2740223 27416 


219856822 


gi 


Sphingomonadaceae; 


sequence 
Gammaproteobacteria; Alteromonadales; 


sequence 
Alteromonadales; 


Rhizobiales; 


Alteromonadales; 


Sphingomonadaceae; 


2470921 2472353 Thioal 
Ectothiorhodospirace 


Alteromonadales; 


Alteromonadales; 


ref |NR_025363.1 
16 Sphingomonas 


ref|NR_025267.1 
Shewanella. 


ref |NR_025204.1 


ref|NR_025195.1 


Shewanella. 


ref|NR_025139.1 
2272329 227377 


ref 


NR_025128.1 


ref 


ref|NR_025123.1 
Shewanella. 
ref|NR_025048.1 

2399427 240087 
Hyph 


ref|NR_025012.1 
Shewanella. 
ref|NR_025009.1 

2446675 244812 


ref |NR_024997.1 
89 Sphingomonas 
Sphingo 


ref|NR_024990.1 


ref|NR_024988.1 
2473825 247526 
Mycoplasma. 
ref|NR_024987.1 


ref|NR_024939.1 


Shewanella. 
ref|NR_024792.1 

2734399 273583 
Shew 
ref|NR_024791.1 

2735889 273732 
Sh 


ref |NR_024788.1 


ref 


Sphingomonas pituitosa 


pituitosa Bacteria; 
Sphingomonas. 


Shewanella baltica 


18 Shewanella baltica Bacteria; 
Shewanellaceae; 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 
Shewanellaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 
Mesoplasma. 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 
Shewanellaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 
Shewanellaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Mycoplasma 

8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Saccharibacter 
ribacter floricola 
; Saccharibacter. 

Shewanella sairae 


48 Shewanella sairae Bacteria; 
Shewanellaceae; 


Shewanella 
8 Shewanella 
anellaceae; 
Shewanella 
8 Shewanella 
ewanellaceae; 


Shewanella. 


Agarivorans albus 


76 Agarivorans albus Bacteria; 
eromonadaceae; Agarivora 


ns. 


NR_024641.1 


Enterobacter gergoviae 


2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


162376 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


162376 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


162376 Bacteria_16S 


strain IFO 15498 


Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


strain LMG 2142 1 


Proteobacteria; Alphaproteobacteria; 
162376 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


162376 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


162376 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


162376 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 


aurantia Bacteria 
Pseudoalteromonas 


162376 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


162376 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


162376 Bacteria_16S 


strain DSM 43205 
Actinobacteria; A 


162376 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


162376 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


162376 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


162376 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


162376 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


162376 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


162376 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


162376 Bacteria_16S 


strain IFO 14094 
Actinobacteria; A 


162376 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


162376 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


3008284 3008338 58 112 gi 
CCC Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3197417 3197471 58 112 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


219846918 
artial seq 
lospirulin 
219846790 
uence 


v 


3210839 3210893 58 112 gi| 219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
Sphingomonadales; Sphingomon 
3262195 3262249 58 112 gi|219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Sphingomonadales; Sphingomon 
3420243 3420297 58 112 gi| 219846631 
29570 16S ribosomal RNA, partial sequence 34194 
acteria; Gammaproteobacteria; Alteromonadales; P 
3421720 3421774 58 112 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


219846630 
al sequenc 
ria; Alter 
3423205 3423259 58 112 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 


219846629 
ial sequen 
eria; Alte 


3426165 3426219 58 112 219846627 


equence 
Alteromon 


gi 


; Proteobacteria; Gammaproteobacteria; 


3427646 3427700 58 112 gi| 219846626 
IAM 12927 16S ribosomal RNA, partial sequence 


a; Proteobacteria; Gammaproteobacteria; Alteromo 


3429126 3429180 58 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellac 
3472723 3472785 50 112 gi|219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
ctinobacteridae; Actinomycetales; Corynebacterin 
3600729 3600783 58 112 gi|219846506 
6S ribosomal RNA, partial sequence 3599877 36013 
bacillales; Carnobacteriaceae; Dolosigranulum. 
3621581 3621635 58 112 gi|219846491 
fusiforme strain SOR 16S ribosomal RNA, partial 
fusiforme Bacteria; Fusobacteria; Fusobacteriale 
3658258 3658312 58 112 gi|219846466 
in ACAM 456 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Gammaproteobacteria; Alter 
3659815 3659869 58 112 gi| 219846465 
ain ICP1 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Gammaproteobacteria; Alte 
3687177 3687231 58 112 gi|219846446 
bosomal RNA, partial sequence 3686364 36878 
icutes; Mycoplasmataceae; Mycoplasma. 
3688694 3688748 58 112 gi|219846445 
bosomal RNA, partial sequence 3687881 36893 
icutes; Mycoplasmataceae; Mycoplasma. 
3700725 3700767 78 120 gi| 219846436 
ibosomal RNA, partial sequence 3699882 37013 
icutes; Mycoplasmataceae; Ureaplasma. 
3743793 3743846 58 112 gi|219846405 
16S ribosomal RNA, partial sequence 3743020 37444 
ctinobacteridae; Actinomycetales; Streptosporang 
3775274 3775328 58 112 gi| 219846380 
in KS-1 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; 
3776866 3776928 50 112 gi| 219846379 
A8444 16S ribosomal RNA, partial sequence 37759 
acteria; Deltaproteobacteria; Syntrophobacterale 
dus. 


219846625 
34282 


Sphingomonad 


ref 
uenc 
a. 

ref 


NR_026510.1 
e 300750 


Halospirulina 
4 3008891 Halospirulina 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


NR_026382.1 
196654 319807 
ales; Sphing 


w 


ref |NR_026373.1 
03 Sphingomonas pruni Bacteria; 
adaceae; Sphingomonas. 

ref |NR_026338.1| Sphingomonas trueperi 
78 Sphingomonas trueperi Bacteria; 
adaceae; Sphingomonas. 

ref|NR_026223.1| Pseudoalteromonas 

18 3420843 Pseudoalteromonas rubra 
seudoalteromonadaceae; 


Sphingomonas pruni 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella 
ref|NR_026186.1| Rhodococcus opacus 

93 Rhodococcus opacus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


Shewanella benthica 
ella benthica Bacteria; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Shewanella 


ref 
sequ 


NR_026083.1 
ence 362084 
s; Fusobacteriac 
ref|NR_026058.1 
3657404 3658910 Shewanella 
omonadales; Shewanellaceae; 
ref|NR_026057.1| Shewanella 
3658961 3660465 Shewanella 
romonadales; Shewanellaceae; Shewanella. 
ref|NR_026037.1| Mycoplasma yeatsii 
30 Mycoplasma yeatsii Bacteria; 


Shewanella. 


ref |NR_026036.1| Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 


ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


ref|NR_025996.1| Nonomuraea ferruginea 
34 Nonomuraea ferruginea Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025971.1| Mycoplasma 

3774462 3775927 Mycoplasma 
Mycoplasma. 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


162376 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


3861631 3861685 59 
1 RNA, partial sequence 
Lactobacillaceae; 


112 gi| 219846321 


Lactobacillus. 


3860745 3862279 Lactobacillus reuteri Bacteria; 


Lactobacillus reuteri 
Firmicutes; 


ref|NR_025911.1 


162376 Bacteria_16S 3909357 3909399 78 120 gi|219846288|ref|NR_025878.1| Ureaplasma diversum 
strain A417 16S ribosomal RNA, partial sequence 3908492 3909969 Ureaplasma diversum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

162376 Bacteria_16S 3951141 3951195 58 112 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

162376 Bacteria_16S 4027055 4027109 58 112 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

162376 Bacteria_16S 4030142 4030196 58 112 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

162376 Bacteria_16S 4052778 4052832 58 112 gi| 219846185 |ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

162376 Bacteria_16S 4067873 4067911 74 112 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

162376 Bacteria_16S 4069413 4069451 74 112 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

162376 Bacteria_16S 4119234 4119288 58 112 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

162376 Bacteria_16S 4136014 4136068 58 112 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
162376 Bacteria_16S 4137580 4137634 58 112 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

162376 Bacteria_16S 4139145 4139199 58 112 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
162376 Bacteria_16S 4140712 4140766 58 112 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

162376 Bacteria_16S 4142276 4142330 58 112 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

162376 Bacteria_16S 4143842 4143896 58 112 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

162376 Bacteria_16S 4148539 4148593 58 112 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

162376 Bacteria_16S 4150104 4150158 58 112 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

162376 Bacteria_16S 4151660 4151714 58 112 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

162376 Bacteria_16S 4153088 4153142 58 112 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

162376 Bacteria_16S 4154653 4154707 58 112 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

162376 Bacteria_16S 4156219 4156273 58 Li2 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

162376 Bacteria_16S 4157784 4157838 58 it? gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
162376 Bacteria_16S 4159350 4159404 58 112 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

162376 Bacteria_16S 4163947 4164001 58 112 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 


Tenericutes; Mollicutes; 


Entomoplasmatales; 


Entomoplasmataceae; Mesoplasma. 


162376 Bacteria_16S 4174628 4174682 58 112 gi|219846097|ref|NR_025687.1| Mesoplasma 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
162376 Bacteria_16S 4179216 4179270 58 112 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

162376 Bacteria_16S 4180781 4180835 58 112 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

162376 Bacteria_16S 4185284 4185338 58 112 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

162376 Bacteria_16S 4214045 4214099 58 112 gi| 219846065 |ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

162376 Bacteria_16S 4215599 4215653 58 112 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

162376 Bacteria_16S 14327 14364 75 112 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

162376 Bacteria_16S 23532 23565 79 112 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

162376 Bacteria_16S 186094 186131 75 112 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

162376 Bacteria_16S 309583 309616 79 112 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

162376 Bacteria_16S 356553 356590 75 aT gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

162376 Bacteria_16S 570773 570818 67 112 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

162376 Bacteria_16S 626619 626656 75 112 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

162376 Bacteria_16S 664546 664583 75 112 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

162376 Bacteria_16S 947274 947307 79 112 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

162376 Bacteria_16S 1113140 1113176 76 112 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

162376 Bacteria_16S 1156999 1157036 75 112 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

162376 Bacteria_16S 1166149 1166186 75 112 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

162376 Bacteria_16S 1184292 1184325 79 112 gi|228717037|ref|NR_027558.1| Anaerotruncus 
colihominis DSM 17241 16S ribosomal RNA, partial sequence 1183485 1184849 Anaerotruncus colihominis DSM 
17241 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerotruncus. 

162376 Bacteria_16S 1482524 1482561 75 112 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 

162376 Bacteria_16S 1565255 1565292 75 112 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

162376 Bacteria_16S 1577409 1577442 79 112 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

162376 Bacteria_16S 2106102 2106135 79 112 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 

162376 Bacteria_16S 2109116 2109149 79 112 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

162376 Bacteria_16S 2430718 2430751 79 112 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

162376 Bacteria_16S 2506336 2506373 75 112 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 
strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 
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Fusobacterium nucleatum subsp. animalis Bacteria; Fusobacteria; Fusobacteriales; 
Fusobacteriaceae; Fusobacterium. 
162376 Bacteria_16S 3650615 3650652 75 112 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 
162376 Bacteria_16S 3851048 3851081 79 112 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 
162376 Bacteria_16S 3852557 3852590 79 112 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 
162376 Bacteria_16S 3952699 3952740 58 99 gi| 219846257 |ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
162376 Bacteria_16S 4182330 4182367 75 112 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
162376 Bacteria_16S 4192988 4193021 79 112 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
162376 Bacteria_16S 4195984 4196021 75 112 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
162376 Bacteria_16S 4226279 4226312 79 112 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
162376 Bacteria_16S 15831 15867 76 112 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 
162376 Bacteria_16S 47688 47724 76 112 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
162376 Bacteria_16S 49210 49246 76 112 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
162376 Bacteria_16S 56917 56953 76 112 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
162376 Bacteria_16S 58418 58454 76 112 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
162376 Bacteria_16S 79367 79403 76 112 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
162376 Bacteria_16S 106836 106888 60 112 gi|265678991|ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
162376 Bacteria_16S 157155 157191 76 112 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
162376 Bacteria_16S 178443 178479 76 112 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
162376 Bacteria_16S 190716 190752 76 £12 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
162376 Bacteria_16S 193736 193772 76 112 gi|265678934|ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 
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162376 Bacteria_16S 215411 215447 76 112 gi|265678919|ref|NR_029227.1| Halomonas elongata 


strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
162376 Bacteria_16S 247557 247593 76 112 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 


strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 248217 Thermotoga hypogea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
162376 Bacteria_16S 292892 292928 76 112 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 
Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 

Pasteurellales; Pasteurellaceae; Aggregatibacter. 
162376 Bacteria_16S 304909 304945 76 112 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 


162376 Bacteria_16S 330837 330873 76 112 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
strain CC-1 16S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

162376 Bacteria_16S 367001 367037 76 112 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 


fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 
162376 Bacteria_16S 370022 370058 76 112 gi|265678808|ref|NR_029113.1] Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 
162376 Bacteria_16S 385207 385243 76 112 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
162376 Bacteria_16S 397432 397467 76 112 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 
162376 Bacteria_16S 400549 400585 76 112 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
asymbiotica subsp. australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 
Photorhabdus asymbiotica subsp. australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
162376 Bacteria_16S 419128 419164 76 112 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
162376 Bacteria_16S 445411 445447 76 112 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
162376 Bacteria_16S 457763 457799 76 112 gi|265678746|ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
162376 Bacteria_16S 459215 459251 76 112 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
162376 Bacteria_16S 471312 471348 76 112 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
162376 Bacteria_16S 485079 485115 76 112 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 


162376 Bacteria_16S 488240 488276 76 112 gi| 265678726 |ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

162376 Bacteria_16S 491374 491410 76 112 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
strain G-16.1 16S ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

162376 Bacteria_16S 492881 492917 76 112 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

162376 Bacteria_16S 515718 515754 76 112 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

162376 Bacteria_16S 517281 517317 76 112 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
162376 Bacteria_16S 518846 518882 76 112 gi|265678706|ref|NR_029011.1| Photorhabdus 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
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Proteobacteria; G 
cloacae complex. 


162376 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


162376 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


162376 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


162376 Bacteria_16S 


warmboldiae strai 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


e; Photorhabdus. 
528035 528071 76 112 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
529565 529601 76 112 gi 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
546315 546351 76 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
555505 555541 76 112 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
557047 557083 76 112 gi 


ammaproteobacteria; Pseudomonadales; P 
558591 558627 76 112 gi 


ammaproteobacteria; Pseudomonadales; P 
564724 564760 76 112 gi 
bosomal RNA, partial sequence 


575253 575289 76 112 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
578237 578273 76 112 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
587228 587264 76 112 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
597706 597742 76 112 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
605247 605283 76 112 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


612998 613034 76 112 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
628211 628247 76 112 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
640392 640428 76 112 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
655480 655516 76 112 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


659991 660027 76 
RNA, partial sequence 

ia; Pseudomonadales; Moraxellaceae; Mo 
662985 663021 76 112 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


112 gi 


670579 670615 76 112 

ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
672161 672197 76 112 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


gi 


690318 690354 76 112 


gi 


ammaproteobacteria; Enterobacteriales; 


528726 53019 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


563902 56532 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
162376 Bacteria_16S 
574450 57581 


586359 58785 


596871 59824 


627341 62884 


639529 64105 


659171 660617 Morax 


662137 66364 


669757 67122 


16S ribosomal RNA, partial sequence 689459 69096 


265678700 

52719 
nadales; M 
265678699 


ccaceae; D 
265678688 

54547 
Enterobac 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678676 


ococcineae 
265678669 


oraxellace 
265678667 
ence 57740 
irillales; 
265678661 


oraxellace 
265678654 


matiaceae; 
265678648 
ence 60442 
irillales; 


265678643 
ence 61213 
nadales; M 
265678633 


Enterobac 
265678624 


seudomonad 
265678613 


uence 
eria; Pseu 
265678609 


raxella. 
265678607 


Enterobac 
265678602 
265678601 
ial sequen 
obacteria; 
265678589 


Enterobac 


691870 691906 76 112 gi 
n NSW 326 16S ribosomal RNA, partial 


ref 
2 5 


ref 


ref 
oe 


ref 


ref 


ref 


ref 


, 
ref 


ae; 
ref 
5B 5 
ref 
ae; 


ref 


ref 
0 6 


ref 


0 6 


ref 


ref 


ref 
6 


ref 


ref 


ref 


265678588 
sequence 


orax 


teri 


Tha 


Sac 


orax 


teri 


acea 


domo 


ella 


7 Enterobacter 
teri 


NR_029005.1 
28675 Enhyd 
ellaceae; E 
NR_029004.1 


coccus. 
NR_028993.1 
46925 Enter 
aceae; Ente 
NR_028987.1 


e; Pseudomo 
NR_028986.1 


e; Pseudomo 
NR_028985.1 


e; Pseudomo 
NR_028981.1 


crobacteria 
NR_028974.1 


2 Psychrobacter 
e 


Psychrobact 
NR_028972.1 
78770 Thala 
lassolituus 
NR_028966.1 


4 Psychrobacter 
e 


Psychrobact 
NR_028959.1 


obaca. 
NR_028953.1 
05869 Sacch 
charospiril 


NR_028948.1 
13627 Psych 
ellaceae; P 
NR_028938.1 


aceae; 
NR_028929.1 


e; 
NR_028918.1 
54656 65608 
nadales; Mo 


NR_028914.1 
canis Bact 


NR_028912.1 
Ente 


aceae; 


NR_028907.1 


r 
n 


fe} 


xr 


n 


n 


n 


Cc 


Ss 


a 
1 


r 
s 


1 
xr 


e 


xr 


kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 

Deinococcus indicus 


2 Deinococcus indicus Bacteria; 
eino 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 
acea 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 
acea 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 
acea 


as. 
Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 
Mi 


eae; Rhodoglobus. 
Psychrobacter pulmonis 
pulmonis Bacteria; 
a 
Thalassolituus 
solituus oleivorans 


Psychrobacter faecalis 
faecalis Bacteria; 
re, 

Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 
Thi 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Psychrobacter 
obacter nivimaris 
ychrobacter. 

Morganella morganii 


2 Morganella morganii Bacteria; 
Morga 


nella. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 
Pseudomon 


as. 
Psychrobacter 
Psychrobacter 

axellaceae; 


Moraxella canis strain 
ria; Proteobacteria; 


Enterobacter cloacae 
cloacae Bacteria; 


obacter; Enterobacter 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


ref|NR_028906.1] Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref |NR_028893.1| Buttiauxella 

691014 692520 Buttiauxella 


warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


162376 Bacteria_16S 
strain 6111 16S r 
Proteobacteria; G 
162376 Bacteria_16S 
strain ThSch 12 1 
Proteobacteria; G 
162376 Bacteria_16S 
strain B43 16S ri 
Proteobacteria; G 
162376 Bacteria_16S 
strain XINach 16S 
Proteobacteria; G 
162376 Bacteria_16S 
luminescens subsp 


Enterobacteriales; 
162376 Bacteria_16S 
luminescens subsp. 


Photorhabdus luminescens subsp. 
Enterobacteriaceae; 


Enterobacteriales; 
162376 Bacteria_16S 
6611 16S ribosoma 
Gammaproteobacteria; 
162376 Bacteria_16S 
halophila strain 
Bacteria; Proteob 
162376 Bacteria_16S 
strain SW-45 16S 
Proteobacteria; G 
162376 Bacteria_16S 
mediterranea stra 
mediterranea Bact 
Pseudomonas. 
162376 Bacteria_16S 
strain Pull 5.3 1 
Proteobacteria; G 
162376 Bacteria_16S 
strain 12993 16S 
Proteobacteria; G 
162376 Bacteria_16S 
strain 256 16S ri 
Proteobacteria; G 
162376 Bacteria_16S 
alkaliphilum stra 
Bacteria; Proteob 
162376 Bacteria_16S 
strain CFBP 5236 
Proteobacteria; G 
162376 Bacteria_16S 
singaporensis str 
singaporensis Bac 
Klebsiella. 
162376 Bacteria_16S 
hydrothermale str 
hydrothermale Bac 
Desulfacinum. 
162376 Bacteria_16S 


eria; 


1 RNA, 
Chromatiales; 


6S ribosomal RNA, 


699432 699468 76 


ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 


703825 703861 76 


717312 717348 76 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


721952 721988 76 


723538 723574 76 


725121 725157 76 


akhurstii strain FRGO4 16S 
akhurst 
Photorhabdus. 


732736 732772 76 
partial sequence 
734159 734195 76 


763689 763725 76 


785280 785316 76 
Proteobacteria; 


791409 791445 76 


818891 818927 76 


820396 820432 76 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


841811 841847 76 


844875 844911 76 


849320 849356 76 
Proteobacteria; 
884044 884080 76 
Proteobacteria; 


891597 891649 60 


laumond 
Photorhabdus. 


112 


112 


112 


112 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


112 


112 


112 


gi 


265678583 


698584 69993 


gi 


gi 


gi 


gi 


matiaceae; 
265678580 


6S ribosomal RNA, partial sequence 702960 70436 
ammaproteobacteria; Chromatiales; Chro 


ref 


Thi 
ref 


5 Lamprocystis 


NR_028888.1 


ocystis. 
NR_028885.1 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Lamprocystis purpurea 


purpurea Bacteria; 


matiaceae; Lamprocystis. 

265678570|ref|NR_028875.1| Enterobacter pyrinus 
716437 717968 Enterobacter pyrinus Bacteria; 

Enterobacteriaceae; Enterobacter. 

265678567 |ref|NR_028871.1| Photorhabdus temperata 
721087 722612 Photorhabdus temperata Bacteria; 

Enterobacteriaceae; Photorhabdus. 

265678566|ref|NR_028870.1| Photorhabdus 

RNA, partial sequence 722663 724202 


laumondii strain TTO1 16S ribosomal 
Photorhabdus luminescens subsp. 
Enterobacteriaceae; 


gi 


ribosomal 


gi 


265678565 
RNA, part 


265678560 


731878 733268 Thioc 


Chromatiaceae; 


112 


112 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 


112 


112 


112 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


112 


112 


112 


112 


Thioc 
gi 


4270 16S ribosomal RNA, partial sequen 


acteria; Gammaproteobacteria; Chromati 


gi 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678537 


762839 76433 


gi 


in CFBP 5447 16S ribosomal RNA, partia 
Gammaproteobacte 


gi 


gi 


265678522 
1 sequence 
ria; 


265678518 


complete sequence 790537 79204 
ammaproteobacteria; Alteromonadales; P 


sychromona 
265678500 


818049 81950 


gi 


Enterobac 
265678499 


819558 82101 


gi 


in Z4 16S ribosomal RNA, partial seque 


acteria; Gammaproteobacteria; Oceanosp 


gi 


gi 


ain LX3 16S ribosomal RNA, partial seq 
teria; 


Gammaproteobact 


112 


gi 


ain MT-96 16S ribosomal RNA, partial s 
teria; 


Deltaproteobact 


112 


strain Z-7191 16S ribosomal RNA, partial sequence 


Firmicutes; 
162376 Bacteria_16S 


Clostridia; 


Halanaerobiales; 
953508 953544 76 


112 


gi 


Enterobac 
265678485 
nce 84098 
irillales; 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 
ammaproteobacteria; Enterobacteriales; 


Enterobac 
265678480 
uence 
eria; Ente 
265678455 
equence 

eria; Synt 


265678450 


890778 89219 
Halobacteroida 


gi 


psychrophila strain CA 1 16S ribosomal RNA, partial seq 
psychrophila Bacteria; Proteobacteria; Betaproteobacter 


Simplicispira. 
162376 Bacteria_16S 


955068 955104 76 


112 


gi 


ceae; Oren 
265678410 
uence 

ia; Burkho 


265678409 


strain LMG 4393 16S ribosomal RNA, partial sequence 954207 95569 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


162376 Bacteria_16S 


strain CIP 104663 16S ribosomal RNA, 


961190 961226 76 


112 


gi 


complete sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


162376 Bacteria_16S 


987209 987245 76 


112 


gi 


strain CDC 2970-59 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


mamonadace 
265678404 

96032 

seudomonad 
265678386 


Pseud 


ref 
ial 


ref 
apsa 
ref 


mati 
ref 


acea 
ref 


omon 
ref 


dace 
ref 


teri 
ref 


teri 
ref 


Mar 
ref 


teri 
ref 


roba 
ref 

roph 
ref 


ia. 
ref 


lder 
ref 


ae; 
ref 


acea 
ref 


9 734742 Thioh 


4 Marinobacter 


784432 78586 


3  Psychromonas 


1 842417 Marin 


883190 88465 


952645 95415 


7 Giesbergeria 


3 961843 Pseud 


NR_028869.1 
sequence 


NR_028864.1 
rosea Bacte 


NR_028863.1 
a 
aceae; Thioh 
NR_028841.1 


e; Marinobac 
NR_028826.1 
9 
u 


adales; Pse 


NR_028821.1 


ae; Psychro 
NR_028803.1 


aceae; Kluyv 
NR_028802.1 


aceae; Kluyv 
NR_028788.1 
° 
inospirillu 
NR_028786.1 


aceae; Samso 
NR_028783.1 


848542 849823 


cteriales; E 
NR_028757.1 
0 


obacterales; 


NR_028752.1 


NR_028712.1 
6 
iales; Coma 
NR_028711.1 


Giesbergeri 
NR_028706.1 
° 
e; Pseudomon 
NR_028688.1 


mM. 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Marinobacter litoralis 


litoralis Bacteria; 


ter. 

Pseudomonas 
Pseudomonas 
domonadaceae; 


Psychromonas arctica 


arctica Bacteria; 
monas. 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 
Marinospirillum 
spirillum alkaliphilum 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 

Klebsiella 
Klebsiella 
nterobacteriaceae; 


Desulfacinum 
Desulfacinum 


Syntrophobacteraceae; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Simplicispira 
Simplicispira 


monadaceae; 


Giesbergeria sinuosa 


sinuosa Bacteria; 
a. 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Citrobacter murliniae 


986336 987865 Citrobacter murliniae 


162376 Bacteria_16S 
strain 167 16S ribosomal RNA, partial sequence 
G 


Proteobacteria; 


strain S5b2 16S r 
Proteobacteria; B 


strain ATCC 33433 
Proteobacteria; G 


strain GPll 16S r 
Proteobacteria; 


199/55 16S riboso: 
Gammaproteobacter 


162376 Bacteria_16S 


strain Ne 11 16S 
Proteobacteria; 


L-3 16S ribosomal 
Gammaproteobacter 


162376 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


162376 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


162376 Bacteria_16S 
in KMM 3633 16S ribosomal RNA, partial 


primoryensis stra 
primoryensis Bact 


162376 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


162376 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


162376 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


162376 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; G 


smaragdinae DSM 1 


Gammaproteobacteria; 
162376 Bacteria_16S 


Gammaproteobacteria; 
162376 Bacteria_16S 


988789 988825 76 112 


1002709 1002745 76 112 
ibosomal RNA, partial sequence 


1004179 1004215 76 112 


1013235 1013271 76 112 
ibosomal RNA, partial sequence 


1014731 1014767 76 

mal RNA, partial sequence 
ia; Pseudomonadales; 
1016227 1016263 76 112 
ribosomal RNA, partial sequence 


112 


1017724 1017760 76 
RNA, partial sequence 
ia; Pseudomonadales; 
1026968 1027004 76 


112 


112 
ria; Proteobacteria; 
1051479 1051515 76 112 


acteria; Gammaproteobacteria; 
1065109 1065145 76 112 


Proteobacteria; 
1088974 1089010 76 


eria; 
112 


acteria; Gammaproteobacteria; 
1119178 1119214 76 112 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
1144974 1145010 76 112 


cteria; Proteobacteria; 


1152490 1152526 76 112 


1169115 1169151 76 112 


Pseudomonadales; 


Moraxellaceae; 


Pseudomonadales; 


Moraxellaceae; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
162376 Bacteria_16S 


gi 


265678385 


987916 98944 


ammaproteobacteria; Enterobacteriales; 
162376 Bacteria_16S 


gi 


Enterobac 
265678376 


1001834 10033 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
162376 Bacteria_16S 


gi 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
162376 Bacteria_16S 


265678375 
10033 
Enterobac 

265678369 


1012401 10138 


gi 


Moraxellace 


265678368 


1013897 1015342 Morax 


Moraxella. 


gi 


265678367 


1015393 10168 


gi 


Moraxellace 


265678366 


1016889 1018335 Morax 


Moraxella. 


gi 


gi 


16S ribosomal RNA, partial sequence 


gi 


Gammaproteobacteria; 


gi 


gi 


265678360 


n ASRB2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Syntro 


265678343 
10506 


Oceanospirillales; 


265678334 
sequence 
Ocean 

265678317 


in E-3 16S ribosomal RNA, partial sequence 10881 
Pseudomonadales; 


P 
228716249 


1118333 11198 


gi 


gi 


Enterobacteriales; 


253680760 


rain CM3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Pse 


253680755 


1151622 11530 


gi 


1293 16S ribosomal RNA, partial sequence 


Psychromona 


228719827 
11682 


11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Sp 
162376 Bacteria_16S 1175260 1175296 76 112 gi|228718578 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 11758 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

162376 Bacteria_16S 1185752 1185788 76 112 gi| 228716090 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
162376 Bacteria_16S 1187263 1187299 76 112 gi| 228716058 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
162376 Bacteria_16S 1188774 1188810 76 112 gi|228716012 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
162376 Bacteria_16S 1190285 1190321 76 112 gi| 228715942 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 


Bacteria; Proteob 


162376 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; 


mitsuokai DSM 158 
15897 Bacteria; F 


Thermotogales; 
162376 Bacteria_16S 


acteria; Gammaproteobacteria; 
1202484 1202520 76 112 


Thermotogaceae; 
1207039 1207075 76 112 
97 16S ribosomal RNA, partial 


1211570 1211606 76 112 


gi 


somal RNA, partial sequence 1201630 1203111 
Thermotoga. 


gi 


sequence 
irmicutes; Erysipelotrichi; Erysipelotrichales; 
162376 Bacteria_16S 


gi 


Enterobacteriales; 


228715358 
Therm 


228715354 
12061 


224581438 


ref 


ref 


; Az 


ref 


ref 


ae; 


ref 


ref 


ae; 


ref 


ref 


ref 


Mar 


ref 


ref 


ref 


ref 


R 


ref 


ref 
iroc 
ref 
ref 


Ent 
ref 


Ent 
ref 


Ent 
ref 


Ent 
ref 
otog 


ref 


Erys 
ref 


hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


teriaceae; 


52 1004810 Kluyv 
teriaceae; 


ella 


ella 


1026088 102759 
phobacterales; S 


144133 114556 
udomonadales; 


67 Psychromonas 
daceae; 


43 1169775 Spiroc 


79 1207663 Cateni 


NR_028687.1 


NR_028678.1 


ovibrio. 
NR_028677.1 


NR_028671.1 


Moraxella. 
NR_028670.1 


NR_028669.1 
Moraxella. 


NR_028668.1 


NR_028662.1 


NR_028645.1 


31 1052062 Marino 
inospirillum. 


NR_028636.1 


1064282 106570 
ospirillales; Ma 


NR_028619.1 


07 1089634 Pseudo 
seudomonadaceae; 


NR_027549.1 


NR_028008.1 
Ps 


NR_028003.1 


NR_027585.1 
haeta. 
NR_027574.1 
NR_027546.1 


erobacteriac 
NR_027545.1 


erobacteriac 
NR_027544.1 


erobacteriac 
NR_027543.1 


erobacteriac 
NR_027530.1 
a neapolitan 


NR_027526.1 


ipelotrichac 
NR_027220.1 


e 
Kluyvera. 


ovis Bacter 


bovis Bacte 


Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
Citrobacter. 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Kluyvera ascorbata 
ra ascorbata Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Marinospirillum 
spirillum insulare 


Marinomonas 
0 Marinomonas 
rinomonas. 
Pseudomonas 
monas psychrophila 
Pseudomonas. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 
Enterobacteriac 


eae; Escherichia. 
Pseudomonas 

1 Pseudomonas 

eudomonadaceae; 


Psychromonas kaikoae 


kaikoae Bacteria; 
Psychromonas. 


Spirochaeta 
haeta smaragdinae DSM 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Halomonas 


1210750 1212158 Halomonas 


162376 Bacteria_16S 
strain Althfl 16S 


1213047 1213083 76 


112 


ribosomal RNA, partial sequence 


gi 


1212209 12136 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


162376 Bacteria_16S 


1214540 1214576 76 


112 


strain Eplumel 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


162376 Bacteria_16S 
strain Esulfidel 


1216020 1216056 76 


112 


gi 


1213697 12151 


gi 


16S ribosomal RNA, partial sequence 1215201 12166 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


162376 Bacteria_16S 
radiopugnans ATCC 


162376 Bacteria_16S 


1259705 1259741 76 


1277696 1277732 76 


Deinococci; 


112 


112 


gi 


19172 16S ribosomal RNA, partial sequ 


19172 Bacteria; Deinococcus-Thermus; Deinoc 


gi 


ganghwensis strain JC2041 16S ribosomal RNA, partial se 


ganghwensis Bacteria; 
162376 Bacteria_16S 


hydrocarbonoclasticus strain VT8 16S ribosomal 
hydrocarbonoclasticus Bacteria; 


Marinobacter. 
162376 Bacteria_16S 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferri 


Proteobacteria; 
1292761 1292797 76 


1343136 1343172 76 


Proteobacteria; 


112 


112 


Gammaproteobacter 


gi 


RNA, par 
Gammapr 


gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; F 


162376 Bacteria_16S 
strain 0S145 16S 


1382434 1382470 76 


112 


ribosomal RNA, partial sequence 


gi 


1381574 13830 


Proteobacteria; Gammaproteobacteria; Alteromonadales; I 


162376 Bacteria_16S 


strain TMO 16S ribosomal RNA, partial sequence 
Thermotogaceae; 


Thermotogae; 
162376 Bacteria_16S 


strain KA3 16S ribosomal RNA, partial sequence 


Thermotogae; 
162376 Bacteria_16S 


Thermotogales; 


1394407 1394443 76 


1395963 1395999 76 


1412389 1412425 76 


112 


gi 


1393543 13950 


Thermotoga. 


112 


112 


strain B-10-31 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


162376 Bacteria_16S 


strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 14160 


1415398 1415434 76 


112 


gi 


1395106 13965 
Thermotogales; Thermotogaceae; Marinitoga. 


gi 


1411537 14130 


gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


162376 Bacteria_16S 
maritimus strain 
Bacteria; 
162376 Bacteria_16S 


strain B4P 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


162376 Bacteria_16S 


strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 14314 


1423076 1423112 76 


1424601 1424637 76 


1430824 1430860 76 


112 


112 


112 


gi 


Pi2-20 16S ribosomal RNA, partial sequ 


Proteobacteria; Gammaproteobacteria; Pseudomo 


gi 


1423741 14252 


gi 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


162376 Bacteria_16S 


strain S2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


162376 Bacteria_16S 
strain M2000/95/1 
Bacteria; 
162376 Bacteria_16S 


strain R7 16S ribosomal RNA, partial sequence 


1438544 1438580 76 


1443183 1443219 76 


1446236 1446272 76 


112 


gi 


1437684 14391 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


162376 Bacteria_16S 


doudoroffii strain MBIC1298 16S ribosomal RNA, 


doudoroffii Bacteria; 
162376 Bacteria_16S 
strain SK-1T 16S 


1455285 1455321 76 


Proteobacteria; 
1459617 1459653 76 


ribosomal RNA, partial sequence 


112 gi| 224581426 

14423 

Pasteurellales; Pa 

112 gi| 224581423 

1445391 14468 

oraxellace 

112 gi|224581417 
partial sequence 

Gammaproteobacteria; Aeromo 

112 gi| 224581413 


1458766 14602 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


162376 Bacteria_16S 
bryozoorum strain 
Bacteria; 
162376 Bacteria_16S 


strain U120 16S ribosomal RNA, partial sequence 


1462722 1462758 76 


1465781 1465817 76 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 


162376 Bacteria_16S 
strain DhA-35 16S 


1468789 1468825 76 


ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 


162376 Bacteria_16S 


1470333 1470369 76 


50-11 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; 


1464924 14664 


1467942 14694 


112 gi 
Alteromo 
112 gi 
Rhod 

112 gi 
Rhod 

112 gi 


224581437 


Halomonad 
224581436 


Halomonad 
224581404 


Halomonad 
219846811 
ence 12588 
occales; D 
219846127 
quence 

ia; Altero 
228716433 
tial seque 
oteobacter 


228721107 


errimonada 
228717104 


diomarinac 
228715897 


228715882 


224581450 


seudoalter 
224581448 


seudomonad 
224581443 
ence 14222 
nadales; M 
224581442 


224581435 


steurellac 
224581429 


Enterobac 
224581411 
ence 14618 
nadales; A 
224581409 


ocyclaceae 
224581407 


ocyclaceae 


ref|NR_027219.1 
aceae; Halomonas 
ref|NR_027218.1 


aceae; 
ref|NR_027185.1 


aceae; 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


ref|NR_027602.1 
monas balearica 
ceae; Ferrimonas 
ref|NR_027560.1 


Idiomarina. 
NR_027542.1 


eae; 
ref 


ref|NR_027541.1 


ref|NR_027234.1 
omonadaceae; Alg 
ref|NR_027230.1 


aceae; Pseudomon 
ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 
ref|NR_027224.1 


; Thauera. 
ref|NR_027217.1 


Phocoenobac 
NR_027211.1 


eae; 
ref 


; Thauera. 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_027194.1 


teriaceae; Xenor 
ref|NR_027192.1 
62 1463368 Marino 
1lteromonadaceae; 
ref|NR_027190.1 
33 Azoarcus 
; Azoarcus. 
ref|NR_027188.1 
14 Zoogloea 
+ Zoogloea. 


224581406 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonas. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Halomonas. 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 
Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Psychrobacter 
obacter maritimus 
ychrobacter. 
Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Psychrobacter arenosus 
arenosus Bacteria; 
r. 
Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Azoarcus buckelii 


buckelii Bacteria; 


Zoogloea resiniphila 


resiniphila Bacteria; 


ref|NR_027187.1 
1469465 147099 


Psychrobacter 
0 Psychrobacter 


pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 

162376 Bacteria_16S 1496071 1496107 76 
9187 strain TA 4r 16S ribosomal RNA, 
Bacteria; Proteobacteria; Gammaproteobacteria; 
162376 Bacteria_16S 1512509 1512545 76 112 
strain 8025 16S ribosomal RNA, partial sequence 


112 


162376 Bacteria_16S 1546003 1546039 76 112 
strain KMM 231 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


162376 Bacteria_16S 1547517 1547553 76 112 
strain KMM 227 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


162376 Bacteria_16S 
strain ATCC 29914 
Proteobacteria; 
162376 
subsp. 
subsp. 


1553444 1553480 76 112 


Bacteria_16S 1571350 1571386 76 112 
smithia Bacteria; Proteobacteria; 
162376 Bacteria_16S 1578961 1578997 76 112 

strain SP1402 16S ribosomal RNA, partial sequence 
Proteobacteria; 
162376 Bacteria_16S 


1641374 1641410 76 112 


complete sequence 
Aeromonadales; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


smithia strain AS20/1/1 16S ribosomal RNA, partial 


219846691 
14952 


gi 


gi| 219878127 


1511717 1513077 Histophilus s 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


gi|219857261 
1545151 15466 


gi|219857260 
1546665 15481 


219857220 
15525 


gi 
gi|219878156 


gi| 219846381 
1578118 15795 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi|219878449 


proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 


proteolytica Bacteria; 
Pseudomonas. 
162376 Bacteria_16S 
strain CMS 38 16S 
Proteobacteria; 
162376 Bacteria_16S 
strain CMS 35 16S 
Proteobacteria; 
162376 Bacteria_16S 
strain IBS S6874 
Proteobacteria; 

162376 Bacteria_16S 1667422 1667458 76 112 
strain Albert 19982 16S ribosomal RNA, partial 
Proteobacteria; 
162376 Bacteria_16S 1672027 1672063 76 112 

strain 888-76 16S ribosomal RNA, partial sequence 


Proteobacteria; 


1642936 1642972 76 112 
ribosomal RNA, partial sequence 


1644497 1644533 76 112 
ribosomal RNA, partial sequence 


1646043 1646079 76 112 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


162376 Bacteria_16S 1694816 1694852 76 112 


Gammaproteobacteria; 


sequence 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi|219878448 
1642082 16435 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi|219878447 
1643643 16451 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi|219878446 


16S ribosomal RNA, partial sequence 1645204 16466 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


219878430 
16665 


gi 


gi|219878427 
1671187 16725 
Enterobac 


gi|219878411 


strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 16954 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


162376 Bacteria_16S 1696360 1696396 76 112 
strain TOl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
162376 Bacteria_16S 1701007 1701043 76 112 

strain KMM 241 16S ribosomal RNA, partial sequence 
Proteobacteria; 
162376 Bacteria_16S 1722358 1722394 76 112 
strain NF11 16S ribosomal RNA, partial sequence 
Proteobacteria; 
162376 Bacteria_16S 1723899 1723935 76 112 
strain NF23 16S ribosomal RNA, partial sequence 
Proteobacteria; 
162376 Bacteria_16S 


1742119 1742155 76 112 


gi|219878410 
1695512 16970 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi|219878407 
1700153 17016 


Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


gi| 219878393 
1721510 17230 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


gi|219878392 
1723051 17245 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


gi|219878379 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 


thomasii Bacteria; 
Anaerobiospirillum. 
162376 Bacteria_16S 


1755870 1755906 76 112 


Proteobacteria; Gammaproteobacteria; 


gi| 219878369 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 17565 


Proteobacteria; 
162376 Bacteria_16S 1757441 1757477 76 112 
strain 2825 16S ribosomal RNA, partial sequence 
Proteobacteria; 
162376 Bacteria_16S 1781514 1781550 76 112 
strain 4-0 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Oceanospirillales; 


gi|219878367 
1756574 17580 


Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


gi|219878349 
1780670 17821 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


162376 Bacteria_16S 1784437 1784473 76 112 


strain : LMG 20969 16S ribosomal RNA, partial sequence 


gi| 219878347 


Pseudomonadales; 


Aeromonadales; 


Halomonadaceae; 


ref|NR_026283.1 


ref |NR_025266.1 


ref|NR_024892.1 


ref|NR_024891.1 


ref|NR_024848.1 


ref|NR_025295.1 


Aer 


ref|NR_025972.1 


ref|NR_025588.1 


ref |NR_025587.1 


ref|NR_025586.1 
53 Pseudomonas a 


ref|NR_025585.1 


Aeromonas. 


ref|NR_025569.1 


ref|NR_025566.1 
48 Enterobacter 
teriaceae; 
ref|NR_025550.1 
61 Pseudomonas c 


ref|NR_025549.1 
05 Pseudomonas t 


ref|NR_025546.1 
51 Glaciecola me 


ref|NR_025532.1 
00 Psychrobacter 


ref|NR_025531.1 
41 Psychrobacter 


ref|NR_025518.1 


ref|NR_025508.1 
23 Halomonas hal 


ref|NR_025506.1 
69 Psychromonas 


ref |NR_025488.1 
24 Citricoccus m 


ref |NR_025486.1 


Histophilus. 


Halomonas. 


; Micrococcaceae; 


Tolumonas auensis DSM 


67 1496682 Tolumonas auensis DSM 9187 


Aeromonadaceae; Tolumonas. 


Histophilus somni 
omni Bacteria; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 
Idiomarina. 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 
Idiomarina. 


Providencia stuartii 


80 1554073 Providencia stuartii Bacteria; 
Providencia. 


Aeromonas salmonicida 


sequence 1570477 1571981 Aeromonas salmonicida 
Gammaproteobacteria; Aeromonadales; ° 


monadaceae; Aeromonas. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 
Pseudomonas. 


Pseudomonas 


1640520 1642031 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
Pseudomonas. 


Pseudomonas antarctica 
ntarctica Bacteria; 


Pseudomonas. 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Escherichia albertii 


70 1668063 Escherichia albertii Bacteria; 
Escherichia. 


Enterobacter cowanii 
cowanii Bacteria; 


Enterobacter. 


Pseudomonas cannabina 
annabina Bacteria; 


Pseudomonas. 


Pseudomonas tremae 
remae Bacteria; 


Pseudomonas. 


Glaciecola mesophila 
sophila Bacteria; 


Glaciecola. 


Psychrobacter luti 


luti Bacteria; 


Psychrobacter. 


Psychrobacter fozii 


fozii Bacteria; 


Psychrobacter. 


Anaerobiospirillum 


1741287 1742780 Anaerobiospirillum 
Succinivibrionaceae; 


Halomonas halocynthiae 
ocynthiae Bacteria; 


Psychromonas profunda 
profunda Bacteria; 


Psychromonas. 


Citricoccus muralis 
uralis Bacteria; 
Citricoccus. 
Halomonas muralis 


1783587 1785079 Halomonas muralis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


162376 Bacteria_16S 


marincola strain 
marincola Bacteri 


162376 Bacteria_16S 


submarinus strain 
submarinus Bacter 


162376 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


162376 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


162376 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


162376 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


162376 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


162376 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


162376 Bacteria_16S 


limnaeus strain A 
Bacteria; Proteob 


162376 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


162376 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; G 


162376 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; G 


162376 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


162376 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


162376 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


162376 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


162376 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


162376 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


162376 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


162376 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


162376 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


162376 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


1 
G 


162376 Bacteria_16S 


1825745 1825781 76 112 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1827223 1827259 76 112 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1860592 1860628 76 112 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1863640 1863676 76 112 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865222 1865258 76 112 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


1869753 1869789 76 112 


gi 
ammaproteobacteria; Alteromonadales; A 
1875842 1875878 76 112 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1878903 1878939 76 112 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1904862 1904898 76 112 gi 
26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
1936640 1936676 76 112 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1962527 1962563 76 112 gi 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
1967101 1967137 76 112 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1988602 1988638 76 112 gi 


ammaproteobacteria; Enterobacteriales; 
1990150 1990186 76 112 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


1991698 1991734 76 112 


gi 
ammaproteobacteria; Enterobacteriales; 
1993241 1993277 76 112 gi 


ammaproteobacteria; Enterobacteriales; 
1994789 1994825 76 112 gi 


ammaproteobacteria; Enterobacteriales; 
1996324 1996360 76 112 gi 


ammaproteobacteria; Enterobacteriales; 
1997869 1997905 76 112 gi 


ammaproteobacteria; Enterobacteriales; 
1999408 1999444 76 112 gi 


Enterobacteriales; Enterobacteriac 
2000942 2000978 76 112 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 

2002478 2002514 76 112 gi 


ia; 


ammaproteobacteria; Enterobacteriales; 
2004010 2004046 76 112 gi 


16S ribosomal RNA, partial sequence 1993927 19 


6S ribosomal RNA, partial sequence 1995493 19 


16S ribosomal RNA, partial sequence 1997016 19 


somal RNA, partial sequence 1998561 2000045 Pr 


219878319 
uence 

; Pseudomo 
219878318 
quence 

a; 
219878294 
al sequenc 
eria; Alte 


219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


219878288 


16S ribosomal RNA, partial sequence 1868909 18703 


1lteromonad 
219878284 


1874987 18764 


steurellac 
219878282 
uence 

a; Burkhol 
219878260 
19040 
ales; Chro 
219878237 
equence 
ria; Burkh 
219878220 


1961654 19631 


steurellac 
219878217 


1966261 19677 


matiaceae; 
219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


16S ribosomal RNA, partial sequence 1990842 19923 


Enterobac 
219878200 


6S ribosomal RNA, partial sequence 1992387 19938 


Enterobac 
219878199 
954 

Enterobac 
219878198 
969 

Enterobac 
219878197 
985 

Enterobac 
219878196 
agi 
eae; Pragi 

219878195 
20000 
cteriales; 

219878194 


6S ribosomal RNA, partial sequence 2001636 20031 


Enterobac 
219878193 


ref 
nada 
ref 
ref 
romo 
ref 


Hal 
ref 


piri 
ref 


acea 
ref 


eae; 
ref 


deri 
ref 


mati 
ref 


olde 
ref 


eae; 
ref 


Thi 
ref 


teri 
ref 


erob 
ref 


teri 
ref 


teri 
ref 


teri 
ref 


teri 
ref 


teri 
ref 
a fo 
a. 

ref 


Ent 
ref 


teri 


1824887 18263 
1826365 18277 
Pseudomonad 
e 1859752 18612 


71 1864302 Chrom 


1864353 18658 


1878060 18795 


81 1905405 Thioa 


1935800 19372 


e 1989290 19907 


96 2001585 Obesu: 


NR_025458.1 
1 
les; Moraxel 
NR_025457.1 
9 
ales; Moraxe 
NR_025433.1 
3 
nadales; Alt 
NR_025431.1 

fe) 
omonadaceae; 
NR_025430.1 
8 
° 


llales; Hal 


NR_025427.1 


e; Glaciecol 
NR_025423.1 


Haemophilus 
NR_025421.1 
4 
ales; Burkho 
NR_025399.1 
L 
aceae; Thioa 
NR_025376.1 
9 
riales; Coma 
NR_025359.1 


Pasteurella 
NR_025356.1 


ocapsa. 
NR_025342.1 


aceae; Tatu 
NR_025341.1 
9 
acteriales; 


NR_025340.1 


aceae; Serra 
NR_025339.1 


aceae; Serra 
NR_025338.1 


aceae; Serra 
NR_025337.1 


aceae; Rahne 
NR_025336.1 


aceae; Prote 
NR_025335.1 
ntium Bacter 


NR_025334.1 


erobacteriac 
NR_025333.1 


aceae; Lemin 


ref 


NR_025332.1 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Alteromonas 

3 Alteromonas 

eromonadaceae; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
mella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


ilas 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 


162376 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


162376 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


162376 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


162376 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


162376 Bacteria_16S 


strain LMG 317541 
Proteobacteria; G 


162376 Bacteria_16S 
- odoriferum strain LMG 17566 
Pectobacterium carotovorum subsp. odori 


carotovorum subsp 


Enterobacteriales 


162376 Bacteria_16S 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
162376 Bacteria_16S 
rain DSM 229 16S ribosomal RNA, partia 


strain DSM 169 16 
Proteobacteria; G 


roseopersicina st 
roseopersicina Ba 


162376 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


strain 47Lol 16S 


Proteobacteria; B 


strain T9 16S rib 
Proteobacteria; G 


strain SW-47 16S 
Proteobacteria; G 
submarinus strain 
Bacteria; Proteob 


162376 Bacteria_16S 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


162376 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


162376 Bacteria_16S 


salipaludis strai 
Bacteria; Proteob 


162376 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


162376 Bacteria_16S 
umsongensis strain Ps 3- 


umsongensis Bacte 
Pseudomonas. 


162376 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


162376 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


162376 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


2005555 2005591 76 


ria; Proteobacteria; 


2010204 2010240 76 


2026633 2026669 76 


2028076 2028112 76 


; Enterobacteriaceae; 
2029612 2029648 76 


2061883 2061919 76 


cteria; Proteobacteria; 
2067904 2067940 76 


2069436 2069472 76 


2086362 2086398 76 


2101517 2101553 76 
ribosomal RNA, 


2103108 2103144 76 
6N 16S 
acteria; 
2116745 2116781 76 
DSM 681 
a; 


2121279 2121315 76 


Enterobacteriales; 

2137918 2137954 76 
n SM-1 
acteria; 
2143910 2143946 76 


ia; 


ammaproteobacteria; 
2145415 2145451 76 


ria; Proteobacteria; 


2146920 2146956 76 


ammaproteobacteria; 
2175758 2175794 76 


2219646 2219682 76 


Bacteria; Proteobacteria; 


162376 Bacteria_16S 


2234802 2234838 76 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
162376 Bacteria_16S 


osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
162376 Bacteria_16S 
partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; 
162376 Bacteria_16S 


112 


Gammaproteobacteria; 
6S ribosomal RNA, partial sequence 2009346 20 
ammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; 


112 


112 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
162376 Bacteria_16S 


112 


112 


112 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 


112 


112 


112 


112 


S ribosomal RNA, partial sequence 
Pseudomonadales; 


112 


10 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


112 


ribosomal RNA, partial sequence 
Pseudomonadales; 


112 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; 


112 


112 


Alteromonadales; 


gi|219878192 


112 gi| 219878189 |ref|NR_025328.1 
10850 Buttiauxella 
Enterobacteriaceae; 

112 gi|219878178|ref|NR_025317.1 

20257 
Aeromonas. 
112 gi| 219878177 |ref|NR_025316.1 
16S ribosomal RNA, partial sequenc 
ferum Bacteria; 
Pectobacterium. 

112 gi|219878176|ref|NR_025315.1 

2028754 20301 
Chromatium. 
112 gi|219878149|ref|NR_025288.1 


1 


gi|219878145 
2067059 20 


gi|219878144 
2068593 20 


gi|219878132 
2085504 20 


219878121 
021 


gi 
2100672 21 


219878118 
21022 


gi 


Desulfovibrionales; 


gi|219857657 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi|219857654 


somal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacte 
Enterobacteriaceae; 


gi|219857643 


16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; 


gi| 219857639 
2143068 21445 
Pp 
gi| 219857638 
equence 


gi|219857637 
2146078 21475 

Pp 
gi|219857616 
2174910 21764 


gi|219857586 


strain KMM 3447 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219857576 


gi 


costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


Enterobacteriales; 


sequence 
Gammaproteobacteria; 


685 
Rhodocyclaceae; 


700 
Rhodocyclaceae; 


870 
Alcanivoracaceae; 


Alteromonadales; 


Cedecea. 


Alteromonadaceae; 


Pseudomonadales; 


P 


ref |NR_025331.1 


2061023 206241 


ref|NR_025284.1 
Thauera. 
ref|NR_025283.1 
Thauera. 


ref|NR_025271.1 


ref |NR_025260.1 
Alteromon 
ref|NR_025257.1 
11 2103776 Desulf 
Desulfohalobia 
ref |NR_025246.1 
115900 211739 


is} 


ref |NR_025243.1 


ref|NR_025232.1 
73 2138564 Microb 
ref|NR_025228.1 
Pseudomon 
NR_025227.1 


144573 214602 
Pseud 


ref 
2 


ref|NR_025226.1 
Pseudomon 
ref|NR_025205.1 
03 Psychrobacter 
Psychrobacte 
NR_025174.1 
221879 
seudomonadales; 


ref 


Buttiauxella izardii 


6S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

2007101 2007137 76 112 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
6S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

2008645 2008681 76 112 gi|219878190|ref|NR_025329.1| Buttiauxella 
n DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 


Enterobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 
Buttiauxella. 


Aeromonas popoffii 


59 2027165 Aeromonas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Lamprocystis 
5 Lamprocystis 


Chromatiales; Chromatiaceae; Lamprocystis. 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 

Desulfonauticus 

onauticus submarinus 

ceae; Desulfonauticus. 
Microbulbifer 

0 Microbulbifer 


Alteromonadaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
seudomonadaceae; 


as. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
seudomonadaceae; 


as. 
Psychrobacter jeotgali 
jeotgali Bacteria; 

r. 

Pseudomonas 

2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 


ref|NR_025164.1 
2233956 223544 


7 Pseudomonas 


162376 Bacteria_16S 
ATCC 43380 16S ri 
G 
162376 Bacteria_16S 
NCTC 5923 16S rib 
G 
162376 Bacteria_16S 
strain ATCC 33638 
Proteob 
162376 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Yersinia. 


162376 Bacteria_16S 
venustensis strai 
Proteob 
162376 Bacteria_16S 


Bacteria; 
ruthenica strain 


Bacteria; 


strain L2-TR 16S 
Proteobacteria; 
Bacteria; 


strain CFML 97-39 
Proteobacteria; 


strain CFML 97-51 
Bacteria; 


denitrificans Bac 


162376 Bacteria_16S 


strain ATCC49733 
Proteobacteria; 


strain YKJ-16 16S 
Proteobacteria; 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


162376 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


162376 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


162376 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


162376 Bacteria_16S 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; A 


162376 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


162376 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


162376 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


Proteob 
Pseudoalteromonas 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 
lutaoensis strain 
Proteob 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


Proteob 
162376 Bacteria_16S 
denitrificans str 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


2239386 2239422 76 112 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2240897 2240933 76 112 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242408 2242444 76 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2243919 2243955 76 112 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


gi 


2263921 2263957 76 112 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2271639 2271675 76 112 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


en 
na 
2298816 2298852 76 112 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
2303276 2303312 76 112 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2321602 2321638 76 112 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323154 2323190 76 112 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2353152 2353188 76 112 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2363915 2363951 76 112 gi 


gi 
di 


en 
na 


se 


na 


ue 
ri 


ammaproteobacteria; Pasteurellales; Past 
2391193 2391229 76 112 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2397210 2397246 76 112 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


H 


ue 
ia 


2412554 2412590 76 112 
ain AML-D4 16S ribosomal RNA, 
teria; Proteobacteria; 


gi 
partial 
Gammaproteobact 


se 
er 


2414119 2414155 76 112 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2439859 2439895 76 112 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


gi 


et 


s 
er 


2456634 2456670 76 112 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 
eromonas. 

2462602 2462638 76 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2498676 2498712 76 112 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2500215 2500251 76 112 


rt 
ia 


ct 


Rhodoc 


219857573 
2238534 22399 
nterobac 
219857572 
2240045 22415 
nterobac 
219857571 
22415 


E 


E 


ct 
219857570 


partial s 


ob 
219857557 
en 
Ly 
219857552 


219857531 
2297982 22993 


219857528 


219857492 
219857485 
16S ribosomal RNA, partial sequence 2363042 23645 


219857466 
2390343 23918 


219857462 


219857452 


219857451 
2413261 24147 


219857428 


219857413 


219857408 


219857384 
2497830 24993 


219857382 


eriales; 


acteria; 


ce 22630 


illales; 


ce 22707 
dales; 


omarinac 


ce 23024 
dales; 


23207 
23223 
dales; P 


nce 


a; Burkh 


eurellac 


alomonad 


nce 


les; Clo 


quence 
ia; Meth 


hylococec 


equence 
ia; Meth 


ial sequ 
Gammap 


, 


24617 
eriales; 


yclaceae 


P 


Alter 
219857515 


udomonad 
219857514 


ref|NR_025161.1| Yersinia rohdei strain 
94 Yersinia rohdei Bacteria; 

teriaceae; Yersinia. 

ref|NR_025160.1| Yersinia pestis strain 
05 Yersinia pestis Bacteria; 

teriaceae; Yersinia. 

ref|NR_025159.1| Yersinia kristensenii 
56 2243016 Yersinia kristensenii 
Enterobacteriaceae; Yersinia. 
ref|NR_025158.1| Yersinia 

equence 2243067 2244527 Yersinia 
Enterobacteriales; Enterobacteriaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025140.1 
90 2272278 Pseudo 
seudoalteromonad 


ref|NR_025119.1| Idiomarina loihiensis 

96 Idiomarina loihiensis Bacteria; 

eae; Idiomarina. 

ref|NR_025116.1 

04 2303932 Marino 
a 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 


omonadaceae 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025080.1] Comamonas 

2352316 2353757 Comamonas 
olderiales; Comamonadaceae; Comamonas. 
ref|NR_025073.1| Haemophilus felis 

76 Haemophilus felis Bacteria; 

eae. 
ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas. 
NR_025050.1 
2396386 239781 
stridiales Famil 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


ref|NR_025040.1 
2411699 241321 
ylococcales; Met 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 
ref|NR_025016.1] Methylobacter 

2438995 2440521 Methylobacter 
ylococcales; Methylococcaceae; 


ref 
ence 
rote 


NR_025001.1| Aeromonas salmonicida 
2455783 2457213 Aeromonas 
obacteria; Aeromonadales; 


ref|NR_024996.1 
40 2463175 Raoult 
Enterobacteriaceae; Raoultella. 
ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 
Thauera. 


Raoultella planticola 
ella planticola 


a 
ref 


2521527 2521563 76 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
162376 Bacteria_16S 


112 


gi 
2499368 25008 
Rhodocyclaceae 


NR_024970.1 


; Azoarcus. 


gi| 219857363 


thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


ref|NR_024951.1 


Pseudomonas 


2520665 2522094 Pseudomonas 


162376 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


162376 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


162376 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


162376 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


162376 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


162376 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


162376 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


162376 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


162376 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


162376 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


162376 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


162376 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


162376 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


162376 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


162376 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


162376 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


162376 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


162376 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


162376 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


162376 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


162376 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


162376 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


2523007 2523043 76 112 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2529079 2529115 76 112 gi 
ammaproteobacteria; Pseudomonadales; P 
2555833 2555869 76 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557399 2557435 76 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2562025 2562061 76 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2571158 2571194 76 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580279 2580315 76 112 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581845 2581881 76 112 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583415 2583451 76 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584984 2585020 76 112 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2586562 2586598 76 112 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2595822 2595858 76 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597388 2597424 76 112 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2600376 2600412 76 112 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2601930 2601966 76 112 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603484 2603520 76 112 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2605038 2605074 76 112 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2619025 2619061 76 112 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2620580 2620616 76 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2635709 2635745 76 112 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2637273 2637309 76 112 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2638851 2638887 76 112 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


Pa 
gi 


Pa 
gi 


Pa 
gi 


162376 Bacteria_16S 


strain BS5-8 16S 


2649574 2649610 76 112 


16S ribosomal RNA, partial sequence 2528225 25296 


2601060 26025 


2602614 26041 


2604168 26056 


2618180 26196 


219857362 
sequence 
teria; Pse 


219857358 


seudomonad 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857277 
quence 

obacteria; 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857268 
al sequenc 
ria; Paste 
219857267 


steurellac 
219857266 


steurellac 
219857265 


steurellac 
219857253 


ocyclaceae 
219857252 
26197 
Enterobac 
219857234 
26348 
cteriales; 
219857233 
26364 
Enterobac 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref|NR_024946.1| Pseudomonas fragi 

82 Pseudomonas fragi Bacteria; 

aceae; Pseudomonas. 

ref|NR_024928.1| Pseudomonas gessardii 

74 2556489 Pseudomonas gessardii 

seudomonadaceae; Pseudomonas. 

ref|NR_024927.1| Pseudomonas migulae 

40 2558055 Pseudomonas migulae Bacteria; 

aceae; Pseudomonas. 

ref|NR_024924.1| Pseudomonas mosselii 

68 2562680 Pseudomonas mosselii Bacteria; 

aceae; Pseudomonas. 

ref|NR_024918.1| Pseudomonas jessenii 

99 2571813 Pseudomonas jessenii Bacteria; 

aceae; Pseudomonas. 

ref|NR_024912.1| Pseudomonas cedrina 

20 2580935 Pseudomonas cedrina Bacteria; 

aceae; Pseudomonas. 

ref|NR_024911.1| Pseudomonas rhodesiae 

86 2582507 Pseudomonas rhodesiae 

seudomonadaceae; Pseudomonas. 

ref|NR_024910.1| Pseudomonas monteilii 
monas monteilii 

Pseudomonas. 


58 2584074 Pseudo 
seudomonadaceae; 

Pseudomonas orientalis 
monas orientalis 


ref |NR_024909.1 
25 2585640 Pseudo: 

seudomonadaceae; Pseudomonas. 

Marinomonas 

4 Marinomonas 


ref |NR_024908.1 
2585691 258722 
Oceanospirillales; Marinomonas. 
ref|NR_024902.1| Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 


61 2596478 Pseudo 
Pseudomonas libanensis 


aceae; Pseudomon 
ref|NR_024901.1 

monas libanensis 
Pseudomonas. 


29 2598044 Pseudo: 
seudomonadaceae; 
Mannheimia 
9 Mannheimia 


ref |NR_024899.1 
e 2599506 260100 

urellales; Pasteurellaceae; Mannheimia. 
ref|NR_024898.1| Mannheimia ruminalis 
63 Mannheimia ruminalis Bacteria; 
eae; Mannheimia. 

ref|NR_024897.1| Mannheimia varigena 
17 Mannheimia varigena Bacteria; 

eae; Mannheimia 
ref|NR_024896.1| Mannheimia glucosida 
71 Mannheimia glucosida Bacteria; 

eae; Mannheimia 
ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 


Dechloromonas agitata 
agitata Bacteria; 
Kluyvera georgiana 
ra georgiana Bacteria; 
era. 
Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 


219857232 
uence 


ria; Paste 


219857225 


gi 
ribosomal RNA, partial sequence 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


ref|NR_024860.1 
2637974 263946 
urellales; Paste 


ref 


NR_024853.1| Azonexus fungiphilus 


2648722 2650196 Azonexus fungiphilus Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 


162376 Bacteria_16S 

6a3 16S ribosomal RNA, 
Betaproteobacteria; 
162376 Bacteria_16S 


strain VB32 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


Proteobacteria; 
162376 Bacteria_16S 
strain SWub3 16S 
Proteobacteria; 

162376 Bacteria_16S 


Rhodocyclales; 


2651077 2651113 76 
partial sequence 
2652608 2652644 76 


2654094 2654130 76 


2675075 2675111 76 


2650247 2651682 Azospira 
Rhodocyclaceae; Azospira. 


112 


112 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


112 


219857224 
gi|219857223 
2651733 26532 


gi| 219857222 
2653267 26546 


gi|219857206 


subterraneus strain C55 16S ribosomal RNA, partial sequence 26742 


Bacteria; 
162376 Bacteria_16S 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


okhotskensis Bacteria; 
Psychrobacter. 
162376 Bacteria_16S 
strain Y223G 16S 
Proteobacteria; 

162376 Bacteria_16S 
strain ATCC15947 
Bacteria; 
162376 Bacteria_16S 


strain JCM1680 16S ribosomal RNA, partial sequence 


Proteobacteria; 
162376 Bacteria_16S 


strain JCM1679 16S ribosomal RNA, partial sequence 


Proteobacteria; 
162376 Bacteria_16S 


2715415 2715451 76 
Proteobacteria; 


2716957 2716993 76 


2763329 2763365 76 


2764845 2764881 76 


2766361 2766397 76 


2790622 2790658 76 


Proteobacteria; Betaproteobacteria; Thiobacter. 


112 


112 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


112 


112 


112 


112 


gi|219857178 


gi|219857177 
2716108 27175 


gi| 219857142 


16S ribosomal RNA, partial sequence 2762542 27639 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi|219857141 
2763991 27654 


gi|219857140 
2765507 27669 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi] 219857123 


strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 27912 


Bacteria; Thermotogae; 
162376 Bacteria_16S 


Thermotogales; 
2816106 2816142 76 


Thermotogaceae; 


Thermotoga. 


alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 


alcaliphila Bacteria; 
Pseudomonas. 
162376 Bacteria_16S 
strain ATCC 13522 
Bacteria; 
162376 Bacteria_16S 
strain ATCC 49968 
Bacteria; 
162376 Bacteria_16S 


Proteobacteria; 


2854281 2854317 76 


2858964 2859000 76 


2866650 2866686 76 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


112 gi|219856913|ref|NR_024734.1 
2815260 281674 

Gammaproteobacteria; Pseudomonadales; Pseud 
112 gi|219856888|ref|NR_024707.1 
2853433 2854934 Pseudo: 
Pseudomonadales; Pseudomonadaceae; 
112 gi|219856885|ref|NR_024704.1 
2858110 2859620 Pseudo: 
Pseudomonadales; Pseudomonadaceae; 
112 gi|219856880|ref|NR_024699.1 
2865789 286730 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 


stanieri Bacteria; 
Marinobacterium. 
162376 Bacteria_16S 


plecoglossicida strain FPC951 16S ribosomal RNA, partial 
plecoglossicida Bacteria; 


Pseudomonas. 
162376 Bacteria_16S 
minutulum strain 


162376 Bacteria_16S 
strain IFO 15467 
Proteobacteria; 

162376 Bacteria_16S 
japonicum strain 


162376 Bacteria_16S 
jannaschii strain 


Marinobacterium. 
162376 Bacteria_16S 
strain JCM1240 
Proteobacteria; 


162376 Bacteria _16S 


2920377 2920413 76 


2927866 2927902 76 


ATCC 19193 16S ribosomal RNA, 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


2930851 2930887 76 


2932356 2932392 76 


ATCC 19191 16S ribosomal RNA, 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; 


2933870 2933906 76 


IFO 15466 16S ribosomal RNA, 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; 


2947576 2947612 76 


2949066 2949102 76 


Proteobacteria; 


Proteobacteria; Gammaproteobacteria; 


112 


Gammaproteobacteria; 


112 


112 


partial 


219856843 
sequence 
Ps 


gi 


219856838 
sequence 


gi 


gi| 219856836 


16S ribosomal RNA, partial sequence 2930007 29314 
Gammaproteobacteria; Oceanospirillales; 


Oceanobac 
112 gi| 219856835 
partial sequence 


112 


112 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 


112 


strain JCM1235 16S ribosomal RNA, partial sequence 


Proteobacteria; 


162376 Bacteria _16S 


2950554 2950590 76 


112 


strain JCM1237 16S ribosomal RNA, partial sequence 


Proteobacteria; 
162376 Bacteria 


16S 


2953553 2953589 76 


112 


strain JCM6051 16S ribosomal RNA, partial sequence 


partial 


219856834 
sequence 


gi 


gi|219856825 
2946729 29481 


gi| 219856824 
2948221 29496 


Gammaproteobacteria; Enterobacteriales; Enterobac 


gi| 219856823 
2949709 29511 


Gammaproteobacteria; Enterobacteriales; Enterobac 


gi| 219856821 


Pseudomonadales; 


Alteromonadales; 


Oceanospirillales; 


Oceanospirillales; 


Alteromonadales; 


ref |NR_024852.1 


oryzae Bacte 


ref|NR_024851.1 
Azoarcus. 


ref |NR_024850.1 


ref|NR_024834.1 
15 2675666 Thioba 


ref|NR_024806.1 

2714566 271605 
Mora 
ref|NR_024805.1 


Colwellia. 
NR_024770.1 


ref 


Enterobacteriac 
ref|NR_024769.1 


Edwar 
ref |NR_024768.1 
72 Edwardsiella 
Edwar 


ref|NR_024751.1 


Alteromo 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_024657.1 
2927022 292847 
Marin 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024654.1 

2931509 293296 
Pseud 
ref |NR_024653.1 

2933018 293448 
Altero 


ref|NR_024644.1 
teriaceae; Serra 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Enter 


Azospira oryzae strain 
ria; Proteobacteria; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 
Rhodocyclaceae; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 
Rhodocyclaceae; Azoarcus. 


Thiobacter 
cter subterraneus 


Psychrobacter 
7 Psychrobacter 


xellaceae; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Edwardsiella tarda 


40 Edwardsiella tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


56 Edwardsiella ictaluri Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Marinobacterium 
5 Marinobacterium 
nadaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Oceanobacter kriegii 


kriegii Bacteria; 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 

Marinobacterium 
0 Marinobacterium 
monadaceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 


ref|NR_024640.1 


Enterobacter asburiae 


2952708 2954129 Enterobacter asburiae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


cloacae complex. 
162376 Bacteria_16S 


ABE-1 16S ribosomal RNA, partial sequence 
ia; Alteromonadales; 


Gammaproteobacter 
162376 Bacteria_16S 
strain LMG 2542 1 
Proteobacteria; G 
162376 Bacteria_16S 
citronellolis str 
citronellolis Bac 
Pseudomonas. 
162376 Bacteria_16S 
strain PCl 16S ri 
Proteobacteria; G 
162376 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
162376 Bacteria_16S 
strain SG3902 16S 
Firmicutes; Clost 
162376 Bacteria_16S 
strain CreCitl 16 
Proteobacteria; B 
162376 Bacteria_16S 
dextrinosolvens strain 
dextrinosolvens B 
Succinivibrio. 
162376 Bacteria_16S 
amylolytica strain DSM 
amylolytica Bacteria; 
Succinimonas. 
162376 Bacteria_16S 
strain AX39 16S r 
Proteobacteria; B 
162376 Bacteria_16S 
mechernichensis s 
mechernichensis B 
162376 Bacteria_16S 
strain 4-87 16S r 
Proteobacteria; G 
162376 Bacteria_16S 
limneticum strain 
Bacteria; Proteob 
162376 Bacteria_16S 
strain DSM 12081 
Proteobacteria; B 
162376 Bacteria_16S 
antarctica strain 
antarctica Bacter 
Psychromonas. 
162376 Bacteria_16S 
DSM 11303 16S rib 
Deinococcus-Thermus; 
162376 Bacteria_16S 
pedioforme strain 
pedioforme Bacteria; 
162376 Bacteria_16S 
radiophilus strain DSM 
radiophilus Bacteria; 
162376 Bacteria_16S 
radiodurans strain DSM 
radiodurans Bacteria; 
162376 Bacteria_16S 
proteolyticus str 
proteolyticus Bacteria; 
162376 Bacteria_16S 
strain DSM 3963 1 
Deinococcus-Thermus; 
162376 Bacteria_16S 


ia; 


teria; 


acteria; 


Proteobacteria; 


acteria; 


16S rib 
etaprot 


star- 
Pro 
osomal 
Dei 
DSM 38 
Pro 


De 


De 


ain DSM 


6S ribo 
Dei 


2960963 2960999 76 


2967125 2967161 76 


2973222 2973258 76 
Proteobacteria; 


2974784 2974820 76 


2982380 2982436 58 


3017410 3017462 60 


Halanaerobiales; 
3053846 3053882 76 


3056903 3056939 76 
0554 16S ribosomal RNA, 
Proteobacteria; 


3058441 3058477 76 
2873 16S ribosomal RNA, 


3059942 3059978 76 


3061483 3061519 76 


Proteobacteria; 
3073330 3073366 76 


3074779 3074815 76 


3113906 3113942 76 
osomal RNA, 
eobacteria; 
3116983 3117019 76 
1 


3146944 3146980 76 

RNA, partial sequence 
nococci; Deinococcales; 
3150021 3150057 76 


3166818 3166854 76 
20551 16S ribosomal 
inococcus-Thermus; 
3168335 3168371 76 
20539 16S ribosomal 
inococcus-Thermus; 
3169851 3169887 76 


RNA, 


RNA, 


Deinococcus-Thermus; 
3171368 3171404 76 


nococci; Deinococcales; 
3172903 3172939 76 


112 
2960112 2961625 Colwe 
Colwelliaceae; 
112 

6S ribosomal RNA, partial sequence 2966273 29677 
ammaproteobacteria; Enterobacteriales; 
112 
ain DSM 50332 16S ribosomal RNA, parti 
Gammaproteobact 


112 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
114 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; 
112 
ribosomal RNA, partial sequence 
ridia; Halobacteroida 
112 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
112 


Gammaproteoba 
112 
Gammaproteobacter 


112 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
112 
train TL1 16S ribosomal RNA, partial s 
Betaproteobac 
112 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
112 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
112 
complete sequence 
Rhodocyclales; 
112 
16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 


112 


112 
02 16S ribosomal RNA, partial s 
teobacteria; Gammaproteobacteri 
112 


Deinococci; 
112 


Deinococci; 

112 
20540 16S ribosomal RNA, parti 
Deinococci; 
112 
somal RNA, partial sequence 3170548 31720 


112 
strain CE2203 16S ribosomal RNA, partial sequence 


gi| 219856816 


Co 
gi 


lwellia. 
219846946 


Enterobac 
219846941 
al sequenc 
eria; 


gi 


gi| 219846940 
2973936 29754 
se 
219846935 
uence 
Chlamydiaceae; Chl 
gi|219846912 
3016582 30179 
ceae; Oren 
gi| 219846886 
3052993 30544 
eriaceae; 
219846884 
sequence 
cteria; Ae 


gi 


gi 
partial 


219846883 
sequence 
ia; Aeromo 


gi 
partial 


’ 


gi|219846882 
3059104 30605 
oc 
219846881 
equence 
teria; Rho 
gi| 219846873 
3072467 30738 
Balneatri 
219846872 
ence 30739 
ales; Rhod 
219846846 
31130 
ocyclaceae 
219846844 
uence 

a; 


gi 


gi 


gi 


Rhod 
gi 


gi| 219846824 

3146120 31475 
Deinococcaceae; D 

gi| 219846822 
equence 
a; Chromat 
219846810 
sequence 
Deinococca 
219846809 
sequence 
Deinococca 
219846808 
al sequenc 
; Deinococ 
219846807 


gi 
partial 


gi 
partial 


gi 


gi 


Deinococcaceae; D 


Pseu 


udomonad 


yclaceae; 


ref 


ref 


ref 


ref 


ref 


ref 
ia. 


ref 


ref 


ref 


ref 


v 
ref 


docy 
ref 


Sie 
ref 


ocyc 
ref 
; Az 
ref 

3 


ref 


eino 
ref 


Ww 


iale 
ref 

3 
les; 
ref 

3 
les; 
ref 


cale 
ref 


eino 


gi| 219846806 


ref 


llia 


e 2972376 29738 
domo 


2981577 298305 
amyd 


3056079 305754 
romo 


3057592 30590 
nada 


3060645 30621 


12 3075441 Ferri 


39 3114569 Azoar 


116131 31176 
Alteromonad 


149167 31506 


165996 31674 


167516 31689 


e 3169032 317049 


NR_024635.1 
maris Bacte 


NR_026538.1 


aceae; Dicke 
NR_026533.1 
8 
e 


nadales; Ps 


NR_026532.1 


e; Pseudomon 
NR_026527.1 


ophila. 
NR_026504.1 


NR_026478.1 


NR_026476.1 


nadales; Suc 
NR_026475.1 
5 
i 


les; Succin 


NR_026474.1 


auera. 
NR_026473.1 
3 
clales; Rhod 
NR_026465.1 


NR_026464.1 
b 
laceae; Ferr 
NR_026438.1 
c 
oarcus. 
NR_026436.1 
2 
bay 


ales; Psych 


NR_026416.1 


coccus. 
NR_026414.1 
2 
s; Chromatia 
NR_026402.1 
6 
Deinococcac 
NR_026401.1 
8 
Deinococcac 
NR_026400.1 


s; Deinococc 
NR_026399.1 


coccus. 


Colwellia maris strain 
ria; Proteobacteria; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 
teri 


ya. 
Pseudomonas 


5 Pseudomonas 
udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
acea 


as. 
Chlamydophila 
5 Chlamydophila 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 
Formivibrio. 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Succinimonas 
3 Succinimonas 


vibrionaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 
Th 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Azoarcus anaerobius 
us anaerobius Bacteria; 


Psychromonas 
9 Psychromonas 


omonadaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 

Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 

Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 

Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


NR_026398.1 


Thiorhodococcus minor 


3172065 3173514 Thiorhodococcus minor Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 


162376 Bacteria_16S 


strain DSM 11363 
Proteobacteria; 


strain ATCC 13313 
Proteobacteria; 


strain ATCC 29903 
Proteobacteria; 


strain 1A-C 16S r 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


3177497 3177533 76 112 


gi 
ammaproteobacteria; Pseudomonadales; P 
3271306 3271342 76 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3272844 3272880 76 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3310918 3310953 76 112 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


162376 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


162376 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; 


strain DSM 5156 1 
Firmicutes; Clost 


162376 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


162376 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; 


marinum DSM 5261 
Proteobacteria; 


ruminis strain DS 
Bacteria; Firmicu 


162376 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


162376 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


162376 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


162376 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


162376 Bacteria_16S 


strain CIP 7430 
Proteobacteria; G 


162376 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


162376 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


162376 Bacteria_16S 


strain IC079 16S 


Proteobacteria; G 


162376 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


162376 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


162376 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


162376 Bacteria_16S 


strain EN 101 16S 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


G 
162376 Bacteria_16S 


3319997 3320033 76 112 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


3353439 3353475 76 112 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3374824 3374876 60 112 gi 


gi 


ridia; Halanaerobiales; Halobacteroida 
3385596 3385632 76 112 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


3387069 3387105 76 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3388582 3388618 76 112 gi 


ammaproteobacteria; Chromatiales; Chro 
3445226 3445262 76 112 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3451414 3451450 76 112 gi 


motogales; Thermotogaceae; 
3522781 3522817 76 


Thermotoga. 
112 gi 


etaproteobacteria; Rhodocyclales; Rhod 
3525744 3525788 68 112 gi 


ridia; Clostridiales; Clostridiaceae; 
3556585 3556621 76 112 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3612805 3612841 76 112 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
3629248 3629284 76 112 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
3633818 3633854 76 112 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m. 
3661380 3661416 76 112 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
3662893 3662929 76 112 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3667507 3667543 76 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3669012 3669048 76 112 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670519 3670555 76 112 gi 
ribosomal RNA, partial sequence 


gi 


219846803 


16S ribosomal RNA, partial sequence 3176631 31781 
udomonad 


se 
219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846713 


3310081 33114 


oc 
219846706 
equence 
cteria; Oc 


219846682 


3352589 33540 
alomonad 


H 
219846667 


6S ribosomal RNA, partial sequence 3374001 33754 


ceae; Oren 
219846659 
1 sequence 
ia; Oceano 


’ 


219846658 

33862 
H 

219846653 


16S ribosomal RNA, partial sequence 3387742 33891 


matiaceae; 
219846613 
ence 34443 
nellaceae; 
219846609 


6S ribosomal RNA, partial sequence 3450571 34520 


219846561 


6S ribosomal RNA, partial sequence 3521933 35234 


ocyclaceae 
219846559 


6S ribosomal RNA, partial sequence 3524935 35264 


Clostridiu 
219846538 


3555718 35572 


ocyclaceae 
219846497 
36119 
omonadacea 
219846486 
36283 
nadales; P 
219846483 
al sequenc 
obacteria; 


219846464 


3660516 36619 


1lteromonad 
219846463 
al sequenc 
teria; Alt 
219846459 
36666 
cteriales; 
219846458 


3668184 36696 


Enterobac 
219846457 


alomonad 


ref|NR_026395.1 
aceae; Pseudomon 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref|NR_026305.1 


; Bogoriellaceae 
ref |NR_026298.1 
3319157 332063 
eanospirillales; 


ref |NR_026274.1 


acea 
ref 


e; Halomona 
NR_026259.1 


ia. 
ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomona 
ref|NR_026245.1 


Rhabdochromatiu 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026201.1 


ref |NR_026153.1 


+ Th 
ref 


auera. 
NR_026151.1 


mM. 


ref |NR_026130.1 


+ Zoogloea. 

ref |NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 
ref|NR_026056.1 
aceae; Glaciecol 
ref |NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026049.1 


teri 
ref 


aceae; Erwin 
NR_026048.1 


Ss. 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 
Shigella flexneri 
la flexneri Bacteria; 
lla. 
Georgenia muralis 


97 Georgenia muralis Bacteria; 
occineae; 


; Georgenia. 
Halomonas 

3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Ss. 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Succiniclasticum 

iclasticum ruminis 

m. 

Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Pseudomonas aeruginosa 

monas aeruginosa 
Pseudomonas. 
Anaerobiospirillum 

8 Anaerobiospirillum 

Succinivibrionaceae; 


Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 
Brenneria salicis 

ria salicis ATCC 15712 

eae; Brenneria. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


3669690 3671145 Brenneria nigrifluens Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 


162376 Bacteria_16S 3672026 3672062 76 112 gi|219846456|ref|NR_026047.1| Pectobacterium 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 3671196 3672653 Pectobacterium wasabiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
162376 Bacteria_16S 3673535 3673571 76 112 gi|219846455|ref|NR_026046.1| Pectobacterium 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 3672704 3674161 Pectobacterium 
betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Pectobacterium. 

162376 Bacteria_16S 3675040 3675076 76 112 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
strain 1846 16S ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 

162376 Bacteria_16S 3693264 3693300 76 112 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 
162376 Bacteria_16S 3694788 3694824 76 112 gi|219846441|ref|NR_026032.1| Pasteurella aerogenes 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

162376 Bacteria_16S 3696225 3696261 76 112 gi| 219846439 |ref|NR_026030.1| Actinobacillus 
porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

162376 Bacteria_16S 3778439 3778475 76 112 gi|219846378|ref|NR_025969.1| Thermotoga subterranea 
strain SL1 16S ribosomal RNA, partial sequence 3777587 3779067 Thermotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

162376 Bacteria_16S 3796454 3796490 76 112 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

162376 Bacteria_16S 3810043 3810079 76 112 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

162376 Bacteria_16S 3813199 3813235 76 112 gi|219846354|ref|NR_025945.1| Aeromonas 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 

162376 Bacteria_16S 3823946 3823982 76 112 gi| 219846347 |ref|NR_025938.1| Haemophilus 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Haemophilus. 

162376 Bacteria_16S 3825476 3825512 76 112 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 

162376 Bacteria_16S 3837424 3837460 76 112 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

162376 Bacteria_16S 3840457 3840497 58 98 gi|219846335|ref|NR_025925.1| Blastococcus 
aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

162376 Bacteria_16S 3855627 3855663 76 112 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

162376 Bacteria_16S 3892507 3892543 76 112 gi|219846300|ref|NR_025890.1| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

162376 Bacteria_16S 3906256 3906292 76 112 gi| 219846291 |ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

162376 Bacteria_16S 3913759 3913795 76 112 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

162376 Bacteria_16S 3964683 3964719 76 112 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 

162376 Bacteria_16S 3983585 3983621 76 112 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

162376 Bacteria_16S 4005911 4005947 76 112 gi|219846221|ref|NR_025811.1| Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

162376 Bacteria_16S 4008928 4008964 76 112 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 


strain 848 16S ri 


bosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


4008054 4009559 Aeromonas molluscorum Bacteria; 


162376 Bacteria_16S 
strain R22 16S ri 
Proteobacteria; G 
162376 Bacteria_16S 


4010462 4010498 76 112 
bosomal RNA, partial sequence 


4017943 4017979 76 112 
strain SW-154 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Kangiella. 
162376 Bacteria_16S 4019482 4019518 76 112 
daepoensis strain 
daepoensis Bacter 
Marinobacter. 
162376 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 
Marinobacter. 
162376 Bacteria_16S 
alimentarius stra 
alimentarius Bact 
Psychrobacter. 
162376 Bacteria_16S 
strain ATCC 15466 
Proteobacteria; B 
162376 Bacteria_16S 
strain TF-22T 16S 
Proteobacteria; G 
162376 Bacteria_16S 
strain SS20 16S r 
Proteobacteria; G 
162376 Bacteria_16S 4057274 4057310 76 112 
maritimus strain TF-17 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteobacteria; 
162376 Bacteria_16S 4070942 4070978 76 112 
strain PVl 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; 
162376 Bacteria_16S 


4021028 4021064 76 112 


4022571 4022607 76 112 


eria; Proteobacteria; 


4037819 4037855 76 112 


4045335 4045371 76 112 
ribosomal RNA, partial sequence 


4055788 4055824 76 112 
ibosomal RNA, partial sequence 


4080076 4080128 60 112 
strain BC-3 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; 
162376 Bacteria_16S 4123925 4123961 76 
psittacicida strain Gerl. 236/81 16S ribosomal 
psittacicida Bacteria; Proteobacteria; 
Volucribacter. 
162376 Bacteria_16S 4129941 4129977 76 
salexigens strain JC2042 
salexigens Bacteria; Pro 
Aestuariibacter. 
162376 Bacteria_16S 
strain KMM 3809 16S ribo 
Proteobacteria; Gammapro 
162376 Bacteria_16S 4173095 4173139 68 
nitratireducens strain M 
nitratireducens Bacteria 
162376 Bacteria_16S 
lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 
162376 Bacteria_16S 
strain F2R9 16S r 
Proteobacteria; G 
162376 Bacteria_16S 4245804 4245840 76 112 
strain U 5/41 16S ribosomal RNA, partial sequence 


112 


112 


4170002 4170038 76 112 


112 


; Firmicutes; Clostridia; 
4191462 4191498 76 112 


ria; Proteobacteria; 


4235298 4235334 76 112 
ibosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


162376 Archaea_16S 9715 9756 67 108 


solfataricus strain IFO 15331 16S ribosomal RNA, partia 


solfataricus Archaea; Crenarchaeota; Thermoprotei; 
162376 Archaea_16S 8233 8265 76 108 


strain Nankai-3 16S ribosomal RNA, partial sequence 7439 
Euryarchaeota; Methanococci; Methanococcales; Methanoco 


162376 Archaea_16S 28799 28831 76 108 


indicus strain SL43 16S ribosomal RNA, partial sequence 
Archaea; Euryarchaeota; Methanococci; Methanococcales; 


162376 Archaea_16S 34629 34661 76 108 


vulcanius strain M7 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; 


SW-156 16S ribosomal RNA, partial seq 


ia; Proteobacteria; Gammaproteobacteri 


SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


in JG-100 16S ribosomal RNA, partial s 
Gammaproteobacte 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Th 


ammaproteobacteria; Alteromonadales; Alt 


ammaproteobacteria; Oceanospirillales; 


Alteromo 


Clostridiales; Veillonellaceae; 


Spiroplasma 


RNA, par 


Gammaproteobacte 


16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 


somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; Alt 


et 79 16S ribosomal RNA, partia 


n SM-19 16S ribosomal RNA, partial seq 
Gammaproteobacter 


ammaproteobacteria; Enterobacteriales; 


gi|219846216 
4009610 40110 
Idiomarinac 
gi|219846211 
4017086 40185 


219846210 
uence 
a; 


gi 


219846209 
uence 
a; 


gi 


219846208 
equence 
ria; Pseud 


gi 


219846198 
40370 
iomonas. 

gi|219846190 
4044490 40459 
eromonad 
gi| 219846183 
4054980 40563 
Halomonad 
219846182 
nce 40564 
nadales; 
gi| 219846172 
4070099 40715 
Veillonel 
gi|219846166 
4079234 40807 
taceae; Sp 
219846134 
tial seque 
ria; Paste 


gi 


gi 
seque 


gi 


219846130 
uence 
a; Alte 


gi 


gi| 219846100 
eromonad 
219846098 
1 sequence 
ridiales; 

219846081 
uence 

ia; Altero 


gi 
Clost 
gi 


, 


gi|219846045 
4234473 42358 
Enterobac 
gi| 219722938 
4244934 42463 
Enterobac 
265678822 
1 sequence 
olobales; 
265678835 
8832 
ccaceae; M 
265678557 
27994 
Methanocal 


gi 


Sulf 
gi 


gi 


ref 


ref 


ref 
4 


Alteromonad 


ref 
4 


Alteromonad 


ref 
4 


ref 


014 


ref 


ref 


ref 
294 


Alter 


ref 


la. 
ref 


ref 
nce 


ref 


rs 


romonad 


ref 
64M 


ref 
4 


ref 


rs 


ref 


ref 


8 


ref 
M 


ref 
2 


265678399 
33808 


gi 


ref 
3 


omon 


urel 


acea 


Euba 


mona 


Sulf 


etha 


doco 


NR_025806.1 


Idiomarina 
NR_025801.1 


NR_025800.1 
018632 402012 
ales; Altero 


NR_025799.1 
020178 402167 
ales; Altero 


NR_025798.1 
021723 402321 
adales; Mora 


NR_025788.1 
038390 Thiomo 


NR_025780.1 


e; Alteromon 
NR_025773.1 


e; Halomonas 
NR_025772.1 
057918 Microb 
omonadaceae; 


NR_025762.1 


NR_025756.1 


lasma. 
NR_025724.1 

412310 
lales; Paste 
NR_025720.1 
129099 413053 
ales; Altero 


NR_025690.1 
arinobacter 
e; Marinobac 
NR_025688.1 
172278 417374 
cteriaceae; 
NR_025671.1 
190616 419208 
dales; Alter 


NR_025635.1 


aceae; Klebs 
NR_024570.1 


aceae; Esche 
NR_029127.1 
883 10377 
olobaceae; S 
NR_029140.1 
ethanococcus 
nococcus. 
NR_028861.1 
9402 Methan 
ccaceae; Met 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 
eae; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Psychrobacter 
6 Psychrobacter 


xellaceae; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
acea 


as. 
Halomonas koreensis 


78 Halomonas koreensis Bacteria; 
acea 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Veillonella caviae 


00 Veillonella caviae Bacteria; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 
irop 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Aestuariibacter 
7 Aestuariibacter 


monadaceae; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Garciella 

8 Garciella 

Garciella. 
Marinobacter 

8 Marinobacter 

omonadaceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 
teri 


iella. 
Escherichia coli 


83 Escherichia coli Bacteria; 
teri 


richie. 

Sulfolobus 

Sulfolobus 

ulfolobus. 
Methanococcus aeolicus 
aeolicus Archaea; 


Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 


NR_028701.1 
5231 Methan 


Methanocaldococcus 
ocaldococcus vulcanius 


Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 


162376 Archaea_ 


formicicus strai 
formicicus Archa 
162376 Archaea_1 
strain 7 16S rib 
Su 
162376 Archaea_1 
16S ribosomal RNA, partial sequence 188085 18947 


Thermoprotei; 
okinawensis IH1 
Archaea; 
Archaea; 


zilligii strain 
Archaea; Crenarc 


162376 Archaea_16S 
acididurans stra 


Archaea; Euryarc 


162376 Archaea_16S 


beijingense 8-2 


Euryarchaeota; M 
162376 Archaea_16S 
subterraneum A8p 


Archaea; Euryarc 


162376 Archaea_16S 


stadtmanae DSM 3 
Archaea; Euryarc 


162376 Archaea_16S 
alcaliphilum WeN 


Archaea; Euryarc 


162376 Archaea_16S 


congolense C 16S 


Euryarchaeota; M 
162376 Archaea_16S 


oryzae FPi 16S r 


Euryarchaeota; M 
162376 Archaea_16S 


formicicum strai 
formicicum Archa 


Methanobacterium. 
162376 Archaea_16S 


lagunensis strai 
lagunensis Archa 


162376 Archaea_16S 


strain Ronl2/II 


Crenarchaeota; T 


162376 Archaea_16S 
DSM 


strain Hvv3, 


Crenarchaeota; T 


162376 Archaea_16S 


helgesonii strai 
Archaea; Euryarc 


162376 Archaea_16S 


strain P5 16S ri 
Euryarchaeota; T 


162376 Archaea_16S 


strain JA-1 16S 


Euryarchaeota; T 


162376 Archaea_16S 


strain AL585 16S 
Euryarchaeota; T 


162376 Archaea_16S 


profundus strain 
Archaea; Euryarc 


162376 Archaea_16S 


arsenaticum stra 
Archaea; Crenarc 


162376 Archaea_16S 


strain LPC33 16S 
Crenarchaeota; T 


162376 Archaea_16S 
hellenicus strain P8 16S ribosomal RNA, partial sequence 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; 


16S 36090 36122 76 108 gi 
n Mc-S-70 16S ribosomal RNA, partial se 
ea; Euryarchaeota; Methanococci; Methan 


265678344 
quence 
ococcales; 


Euryarc 
162376 Archaea_1 
vannielii strain 
Euryarc 
162376 Archaea_16S 


6S 39075 39107 76 108 gi 
osomal RNA, partial sequence 38233 
lfolobales; Sulfolobaceae; 
6S 188895 188927 76 


Sulfolobus. 
108 gi 


haeota; Methanococci; Methanococcales; 
6S 212623 212655 76 108 gi 


haeota; Methanococci; Methanococcales; 
827 863 76 112 gi 
Kl 16S ribosomal RNA, partial sequence 
haeota; Thermoprotei; 
33224 33256 76 108 gi 
in ATM 16S ribosomal RNA, partial seque 
haeota; Methanobacteria; Methanobacteri 
51161 51193 76 108 gi 


ethanobacteria; Methanobacteriales; Met 
68950 68982 76 108 gi 


haeota; Methanobacteria; Methanobacteri 
83943 83975 76 108 gi 
091 16S ribosomal RNA, partial sequence 
haeota; Methanobacteria; Methanobacteri 
92950 92982 76 108 gi 
4 16S ribosomal RNA, partial sequence 
haeota; Methanobacteria; Methanobacteri 
162072 162104 76 108 gi 
ribosomal RNA, partial sequence 
ethanobacteria; Methanobacteriales; 
168068 168100 76 108 
ibosomal RNA, partial sequence 
ethanobacteria; Methanobacteriales; Met 
205168 205200 76 108 gi 
n DSMZ1535 16S ribosomal RNA, partial s 
ea; Euryarchaeota; Methanobacteria; Met 


Met 
gi 


208125 208166 67 108 gi 
n IC-154 16S ribosomal RNA, partial seq 
ea; Crenarchaeota; Thermoprotei; Caldis 
2327 2359 76 108 gi 


hermoprotei; Sulfolobales; Sulfolobacea 
3838 3870 76 108 gi 
2475 16S ribosomal RNA, partial sequen 
hermoprotei; Thermoproteales; Thermofil 
15612 15644 76 108 gi 
n PI1 16S ribosomal RNA, partial sequen 
haeota; Thermococci; Thermococcales; Th 
17143 17175 76 108 gi 
bosomal RNA, partial sequence 
hermococci; Thermococcales; Thermococca 
18639 18671 76 108 gi 
ribosomal RNA, partial sequence 
hermococci; Thermococcales; Thermococca 
20100 20132 76 108 gi 
ribosomal RNA, partial sequence 
hermococci; Thermococcales; Thermococca 
23058 23090 76 108 gi 
AV18 16S ribosomal RNA, partial sequen 
haeota; Archaeoglobi; Archaeoglobales; 

24534 24566 76 108 gi 
in PZ6 16S ribosomal RNA, partial seque 
haeota; Thermoprotei; Thermoproteales; 

26005 26037 76 108 gi 
ribosomal RNA, partial sequence 
hermoprotei; Desulfurococcales; 

27416 27448 76 108 


Desulfu 
gi 


39727 


SB 16S ribosomal RNA, partial sequence 


Desulfurococcales; 


16S ribosomal RNA, partial sequence 50371 


16S ribosomal RNA, partial sequence 68161 


16S ribosomal RNA, partial sequence 1513 


16314 


17817 


19321 


25191 


265678307 


254971237 


Methanococ 
219846128 

21188 
Methanococ 
265679008 

i 
; Desulfur 
265678476 
nce 32399 
ales; Meth 
254971284 
51786 
hanobacter 
254971329 
69596 
ales; Meth 
254971318 
83122 
ales; Meth 
254971310 
92166 
ales; Meth 
254971257 


161275 16272 


hanobacter 
254971253 


167250 16869 


hanobacter 
219857440 
equence 
hanobacter 


219857171 
uence 
phaerales; 
265678992 
2932 
e; Metallo 
265678906 
ce 2983 
aceae; The 
265678754 
ce 14826 
ermococcac 
265678750 
17766 
ceae; Ther 
265678749 
19270 
ceae; Pyro 
265678748 
20728 
ceae; Pyro 
265678632 
ce 22211 
Archaeoglo 
265678616 
nce 23761 
Thermoprot 
265678611 
26521 
rococcacea 
265678572 
26572 
Desulfur 


Sulfo 


ref |NR_028646.1 

35282 36655 
Methanocaldococ 
ref|NR_028609.1 
lobus tokodaii 


Methanotorris 

Methanotorris 
caceae; Methanotorris. 

Sulfolobus tokodaii 
Archaea; Crenarchaeota; 


ref|NR_028155.1| Methanothermococcus 
6 Methanothermococcus okinawensis 
caceae; Methanothermococcus. 
ref|NR_025718.1]| Methanococcus 
9 213145 Methanococcus vannielii 
caceae; Methanococcus. 
ref|NR_029316.1] Sulfophobococcus 
1463 Sulfophobococcus zilligii 
ococcaceae; Sulfophobococcus. 
ref|NR_028779.1| Methanobrevibacter 
33757 Methanobrevibacter acididurans 
anobacteriaceae; Methanobrevibacter. 
ref|NR_028202.1| Methanobacterium 
Methanobacterium beijingense Archaea; 
iaceae; Methanobacterium. 
ref|NR_028247.1| Methanobacterium 
Methanobacterium subterraneum 
anobacteriaceae; Methanobacterium. 
ref|NR_028236.1| Methanosphaera 
84546 Methanosphaera stadtmanae 
anobacteriaceae; Methanosphaera. 
ref|NR_028228.1| Methanobacterium 
93578 Methanobacterium alcaliphilum 
anobacteriaceae; Methanobacterium. 
ref|NR_028175.1| Methanobacterium 
7 Methanobacterium congolense Archaea; 
iaceae; Methanobacterium. 
ref|NR_028171.1| Methanobacterium 
5 Methanobacterium oryzae Archaea; 
iaceae; Methanobacterium. 
ref|NR_025028.1| Methanobacterium 
204386 205761 Methanobacterium 
iales; Methanobacteriaceae; 


ref|NR_024799.1 
207306 208771 
Caldisphaeraceae; Caldisphaera. 
ref|NR_029300.1| Metallosphaera prunae 
Metallosphaera prunae Archaea; 
sphaera. 
NR_029214.1 
Thermo 


Caldisphaera 
Caldisphaera 


Thermofilum pendens 
filum pendens Archaea; 


Palaeococcus 
coccus helgesonii 
Ss. 
Thermococcus aegaeus 
aegaeus Archaea; 


NR_029059.1 
16263 Palaeo 
Palaeococcu 
NR_029055.1 
Thermococcus 
mococcus. 
ref|NR_029054.1| Pyrococcus horikoshii 
Pyrococcus horikoshii Archaea; 
coccus. 
ref|NR_029053.1] Pyrococcus glycovorans 
Pyrococcus glycovorans Archaea; 
coccus. 
ref|NR_028937.1 
23710 Archae 
baceae; Archaeog 
ref|NR_028921.1 
25140 Pyroba 
eaceae; Pyrobaculum. 
ref|NR_028916.1| Ignicoccus pacificus 
Ignicoccus pacificus Archaea; 
e; Ignicoccus. 
ref|NR_028877.1| Staphylothermus 
27943 Staphylothermus hellenicus 
ococcaceae; Staphylothermus. 


Archaeoglobus 
oglobus profundus 
lobus. 
Pyrobaculum 
culum arsenaticum 


162376 Archaea_16S 30248 30280 76 108 gi| 265678552 |ref|NR_028856.1| Methanoculleus 
submarinus strain Nankai-1 16S ribosomal RNA, partial sequence 29453 30847 Methanoculleus 
submarinus Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; 
Methanoculleus. 

162376 Archaea_16S 37530 37562 76 108 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 
strain IC-059 16S ribosomal RNA, partial sequence 36706 38182 Vulcanisaeta souniana Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Vulcanisaeta. 

162376 Archaea_16S 55645 55677 76 108 gi|254971238|ref|NR_028156.1| Methanoculleus 
thermophilus CR-1 16S ribosomal RNA, partial sequence 54850 56280 Methanoculleus thermophilus 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 

162376 Archaea_16S 58642 58674 76 108 gi|254971336|ref|NR_028254.1| Methanofollis 
liminatans GKZPZ 16S ribosomal RNA, partial sequence 57845 59274  Methanofollis liminatans Archaea; 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanofollis. 

162376 Archaea_16S 63136 63168 76 108 gi|254971333|ref|NR_028251.1| Thermococcus 
guaymasensis TYS 16S ribosomal RNA, partial sequence 62331 63629 Thermococcus guaymasensis Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 70484 70516 76 108 gi|254971328|ref|NR_028246.1| Acidianus brierleyi 
DSM 1651 16S ribosomal RNA, partial sequence 69647 71106 Acidianus brierleyi Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

162376 Archaea_16S 77997 78029 76 108 gi|254971322|ref|NR_028240.1| Methanoplanus 
petrolearius SEBR 4847 16S ribosomal RNA, partial sequence 77203 78631 Methanoplanus petrolearius 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoplanus. 

162376 Archaea_16S 79508 79540 76 108 gi|254971321|ref|NR_028239.1| Thermococcus zilligii 
AN1 16S ribosomal RNA, partial sequence 78682 80132 Thermococcus zilligii Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 97483 97515 76 108 gi|254971307|ref|NR_028225.1| Methanogenium marinum 
AK-1 16S ribosomal RNA, partial sequence 96669 98104 Methanogenium marinum Archaea; Euryarchaeota; 
Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanogenium. 

162376 Archaea_16S 102014 102046 76 108 gi|254971304|ref|NR_028222.1| Metallosphaera 
hakonensis H01-1 16S ribosomal RNA, partial sequence 101190 102650 Metallosphaera hakonensis Archaea; 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallosphaera. 

162376 Archaea_16S 111119 111151 76 108 gi|254971298|ref|NR_028216.1| Thermococcus 
kodakarensis KOD1 16S ribosomal RNA, partial sequence 110290 111787 Thermococcus kodakarensis KOD1 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 129200 129232 76 108 gi|254971279|ref|NR_028197.1| Thermococcus 
waiotapuensis WT1l 16S ribosomal RNA, partial sequence 128387 129829 Thermococcus waiotapuensis 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 130688 130720 76 108 gi|254971278|ref|NR_028196.1| Thermococcus stetteri 
K-3 16S ribosomal RNA, partial sequence 129880 131321 Thermococcus stetteri Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 132181 132213 76 108 gi|254971277|ref|NR_028195.1| Thermococcus siculi 
RG-20 16S ribosomal RNA, partial sequence 131372 132813 Thermococcus siculi Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 133678 133710 76 108 gi|254971276|ref|NR_028194.1| Thermococcus profundus 
DT5432 16S ribosomal RNA, partial sequence 132864 134310 Thermococcus profundus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 135172 135204 76 108 gi|254971275|ref|NR_028193.1| Thermococcus 
peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 134361 135805 Thermococcus peptonophilus JCM 
9653 Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 136663 136695 76 108 gi|254971274|ref|NR_028192.1| Thermococcus pacificus 
P-4 16S ribosomal RNA, partial sequence 135856 137291 Thermococcus pacificus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 138154 138186 76 108 gi|254971273|ref|NR_028191.1| Thermococcus 
gorgonarius W-12 16S ribosomal RNA, partial sequence 137342 138786 Thermococcus gorgonarius Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 156040 156072 76 108 gi|254971261|ref|NR_028179.1| Thermococcus 
thioreducens OGL-20P 16S ribosomal RNA, partial sequence 155248 156699 Thermococcus thioreducens 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 178431 178463 76 108 gi|254971245|ref|NR_028163.1| Methanolinea tarda 
NOBI-1 16S ribosomal RNA, partial sequence 177617 179049 Methanolinea tarda Archaea; Euryarchaeota; 
Methanomicrobia; Methanomicrobiales; Genera incertae sedis; Methanolinea. 

162376 Archaea_16S 190340 190372 76 108 gi|254971236|ref|NR_028154.1| Thermococcus 
acidaminovorans AEDII10 16S ribosomal RNA, partial sequence 189527 190952 Thermococcus acidaminovorans 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

162376 Archaea_16S 193282 193314 76 108 gi|254971234|ref|NR_028152.1| Methanoculleus 
chikugoensis MG62 16S ribosomal RNA, partial sequence 192488 193917 Methanoculleus chikugoensis 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 

162376 Archaea_16S 197783 197815 76 108 gi|254971231|ref|NR_028149.1| Palaeococcus 
ferrophilus DMJ 16S ribosomal RNA, partial sequence 196978 198386 Palaeococcus ferrophilus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

162376 Archaea_16S 199249 199281 76 108 gi|254971230|ref|NR_028148.1| Methanocalculus strain 


MHT-1 16S riboso 


mal RNA, partial sequence 


198437 199866 Methanocalculus pumilus Archaea; 


Euryarchaeota; Methanomicrobia; Methanomicrobiales; Genera incertae sedis; Methanocalculus. 


162376 Archaea_16S 


halotolerans s 


halotolerans Arc 


Methanocalculu 


162376 Archaea_16S 


strain KAW2/2 
Euryarchaeota; 


162376 Archaea_16S 


strain PL-19 1 
Crenarchaeota; 


162376 Archaea_16S 


labreanum stra 
Archaea; Eurya 


162376 Archaea_16S 


hollandica DMS 
Archaea; 


palmolei DSM 4 
Archaea; Eurya 


162376 Archaea_16S 


cupricumulans 
Archaea; Eurya 


162376 Archaea_16S 


acidiphilum Y 
Euryarchaeota; 


162376 Fungi_16S 


strain IFM 100 
Actinobacteria 


162376 Fungi_16S 


strain IFM 078 
Actinobacteria 


162376 Fungi_16S 


strain IFM 057 
Actinobacteria 


162376 Fungi_16S 


strain IFM 100 
Actinobacteria 


162376 Fungi_16S 


strain YZ-96 1 
Actinobacteria 


162376 Fungi_16S 


strain IFM 024 
Actinobacteria 


162376 Fungi_16S 


strain IFM 100 
Actinobacteria 


Euryarc 
162376 Archaea_16S 


206620 206652 76 108 gi 
ain SEBR 4845 16S ribosomal RNA, partia 
haea; Euryarchaeota; Methanomicrobia; M 


tr 


Ss. 
209641 209673 76 108 
S ribosomal RNA, complete sequence 
hermoplasmata; Thermoplasmatales; 
211183 211215 76 108 
ribosomal RNA, complete sequence 
hermoprotei; Desulfurococcales; Pyrodic 
14168 14197 79 108 gi 
Z 16S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanomicrobi 
163576 163605 79 108 gi 


gi 
16 


T Picro 


gi 
6s 
T 


in 
re 


1 
haeota; Methanomicrobia; Methanosarcina 
60122 60154 76 108 gi 
3 16S ribosomal RNA, partial sequence 

haeota; Methanomicrobia; Methanomicrobi 
114179 114211 76 108 gi 
2 16S ribosomal RNA, partial sequence 

haeota; Thermoplasmata; Thermoplasmatal 
150028 150060 76 108 gi 
16S ribosomal RNA, partial sequence 
Thermoplasmata; Thermoplasmatales; Ferro 
821 883 50 112 gi 
35 16S ribosomal RNA, partial sequence 1 

Actinobacteridae; Actinomycetales; Cory 
2330 2392 50 112 gi 


27 
re 


BH 
re 


v 


; Actinobacteridae; Actinomycetales; Cory 


3868 3930 50 112 gi 
; Actinobacteridae; Actinomycetales; Cory 
5428 5490 50 112 gi 


r 


; Actinobacteridae; Actinomycetales; Cory 


6984 7046 50 112 gi 
6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
8486 8548 50 112 gi 


, 


; Actinobacteridae; Actinomycetales; Cory 


9972 10034 50 112 gi 


; Actinobacteridae; Actinomycetales; Cory 


162376 Fungi_16S 


yamanashiensis 
yamanashiensis 
Nocardiaceae; 


171632 Bacteria_16S 


strain S-16 16 
Tenericutes; M 


171632 Bacteria_16S 


strain ATCC 23 
Tenericutes; M 


171632 Bacteria_16S 


strain 105 16S 
Tenericutes; M 


171632 Bacteria_16S 


phocicerebrale 
phocicerebrale 


171632 Bacteria_16S 


strain 3T 16S 
Tenericutes; M 


171632 Bacteria_16S 


strain 383 16S 
Tenericutes; M 


171632 Bacteria_16S 


strain H/Tl 16 
Tenericutes; M 


11453 11515 50 112 gi 
strain IFM 0265 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacterid 

Nocardia. 

274318 274244 5 79 

ibosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

278866 278792 5 79 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

2278983 2278909 5 79 gi 

bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

2282005 22819315 79 gi 

rain 1049 16S ribosomal RNA, partial s 

cteria; Tenericutes; Mollicutes; Mycop 

2477360 2477286 5 79 gi 

osomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

2478832 2478758 5 79 gi 

bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 


gi 
sr 
oll 


392 
oll 


ri 
oll 


st 
Ba 
rib 
oll 


ri 
oll 


208822 21029 


210342 21183 


16S ribosomal RNA, partial sequence 162778 1 


149200 15065 


4 16S ribosomal RNA, partial sequence 1564 


5 16S ribosomal RNA, partial sequence 3067 


84 16S ribosomal RNA, partial sequence 4616 


6163 


5 16S ribosomal RNA, partial sequence 7721 


88 16S ribosomal RNA, partial sequence 9174 
nebacterin 


273748 27524 


2278443 22799 


eq 


2476824 24782 


2478295 24797 


219857242 
1 sequence 
ethanomicr 


219846654 


philaceae; 
219846343 


tiaceae; P 
265678781 

13367 
ales; Meth 
254971256 
6422 
les; Metha 
254971335 
59325 
ales; Meth 
254971292 
11336 
es; Ferrop 
254971265 


plasmaceae 
265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
219857197 
10588 


219857175 
al sequenc 
ae; Actino 
265678877 
265678874 
27832 
219857547 
219857545 
uence 


lasmatacea 
219857398 


219857397 


219857396 


2480339 2480265 5 79 gi 
S ribosomal RNA, partial sequence 
ollicutes; Mycoplasmataceae; Mycoplasma. 


ref 
obia 
ref 


Pic 
ref 


yrod 
ref 


anoc 
ref 


nosa 
ref 


anom 
ref 


lasm 
ref 


; Fe 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


myce 


ref 


ref 


ref 


ref 


e; M 


ref 


ref 


ref 


205812 20725 


14775 


60755 


0 114804 Ferro 


e 10639 


1 279763 Mycopl 


2281465 22829 


NR_024870.1 
5 
les; Genera 
NR_026246.1 


rophilus. 
NR_025933.1 


ictium. 
NR_029086.1 
Methan 
orpusculacea 
NR_028174.1 


rcinaceae; M 
NR_028253.1 

Methan 
icrobiaceae; 
NR_028210.1 
Pp 
aceae; Ferro 
NR_028183.1 


rroplasma. 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_024825.1 


Nocardiacea 
NR_024803.1 
12137 


tales; Coryn 


NR_029183.1 


NR_029180.1 


NR_025135.1 


NR_025133.1 
3 
ycoplasma. 
NR_024986.1 


NR_024985.1 


Methanocalculus 
Methanocalculus 
incertae sedis; 


Picrophilus oshimae 


1 Picrophilus oshimae Archaea; 


Pyrodictium occultum 


8 Pyrodictium occultum Archaea; 


Methanocorpusculum 
ocorpusculum labreanum 
e; Methanocorpusculum. 

Methanomethylovorans 


6 Methanomethylovorans hollandica 


ethanomethylovorans. 
Methanoculleus 

oculleus palmolei 
Methanoculleus. 
Ferroplasma 

lasma cupricumulans 

plasma. 

Ferroplasma 


2 Ferroplasma acidiphilum Archaea; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma gateae 
asma gateae Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


NR_024984.1 


Mycoplasma falconis 


2479798 2481265 Mycoplasma falconis Bacteria; 


171632 Bacteria_16S 


strain DC333 16S 


Tenericutes; Moll 
171632 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


171632 Bacteria_16S 
strain TB 16S rib 


Tenericutes; Moll 


171632 Bacteria_16S 
strain PG13 16S r 


Tenericutes; Moll 


171632 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


171632 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


171632 Bacteria_16S 
strain 1219 16S r 


Tenericutes; Moll 


171632 Bacteria_16S 
strain 275c 16S r 


Tenericutes; Moll 


171632 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


171632 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


171632 Bacteria_16S 


fusiformis strain 
Bacteria; Verruco 


171632 Bacteria_16S 


debontii strain F 
Bacteria; Verruco 


171632 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


171632 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


171632 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


171632 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


171632 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


171632 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


171632 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


171632 Bacteria_16S 


PB90-1 16S riboso: 
Opitutae; Opituta 


171632 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


171632 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


171632 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


2481852 2481778 5 79 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483361 2483287 5 79 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2484873 2484799 5 79 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2486392 2486318 5 79 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487904 24878305 79 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2489419 2489345 5 79 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2490930 2490856 5 79 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3752483 3752409 5 79 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3364029 3363960 10 79 gi 
SM 4136 16S ribosomal RNA, partial seq 
Verrucomicrobia; Verrucomicrobiae; V 


gi 


, 


3689935 3689862 6 79 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3704899 3704830 10 79 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3706418 3706349 10 79 gi 
C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
3707936 3707867 10 79 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3709455 3709386 10 79 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3758530 3758457 6 79 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377213 23771417 79 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3856834 3856762 7 79 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2201224 22011505 79 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2210293 2210224 10 79 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3750966 3750897 7 76 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 


171632 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


219857395 


2481316 24827 


219857394 


2482825 24842 


219857393 


2484337 24857 


219857392 


2485849 24873 


219857391 


2487368 24888 


219857390 


2488881 24903 


219857389 


2490394 24918 


219846397 


3751943 37534 


219846674 
uence 
er 


219846444 


3689398 36908 


219846433 
ce 37043 
robiales; 
219846432 
37058 
robiales; 
219846431 
ence 37073 
robiales; 
219846430 
e 37089 
robiales; 
219846393 


3757993 37594 


219857475 


2376676 23781 


219846324 


3856288 38577 


219857598 


2200688 22021 


3008002 3007928 5 79 gi|219846918|ref|NR_026510.1 
CcC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 300750 
ia; Cyanobacteria; Oscillatoriales; Halospirulina. 

696151 696082 10 79 gi| 265678585 |ref|NR_028890.1 
mal RNA, partial sequence 695588 697067 Opitutus terrae Bacte 
les; Opitutaceae; Opitutus. 

2207267 2207198 7 76 gi|219857594|ref|NR_025182.1 


2206719 22081 


219857592 


2209746 22112 


219846398 
quence 
as 


3754006 3753937 7 76 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846396 


rucomicr 


mataceae; 


ref|NR_024983.1 


ref|NR_024982.1 


ref|NR_024981.1 


ref|NR_024980.1 


ref |NR_024979.1 


ref |NR_024978.1 


ref|NR_024977.1 


ref|NR_025988.1 


ref|NR_026266.1 
3363492 336498 
obiales; Verruco 


ref|NR_026035.1 


ref |NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref |NR_025984.1 


ref|NR_025063.1 


ref |NR_025914.1 


ref |NR_025186.1 


ref |NR_025180.1 


ref|NR_025989.1 
3750418 375189 
+ Mycoplasma. 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Halospirulina 
4 3008891 Halospirulina 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma 
2 Mycoplasma 


ref |NR_025987.1 


Mycoplasma bovoculi 


3753459 3754932 Mycoplasma bovoculi Bacteria; 
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strain ATCC 23391 
Tenericutes; Moll 


californicum stra 
californicum Bact 


strain PG14 16S r 
Tenericutes; Moll 


strain MP145 16S 
Tenericutes; Moll 


strain 128 16S ri 
Tenericutes; Moll 


strain MX9 16S ri 
Tenericutes; Moll 


strain 486 16S ri 
Tenericutes; Moll 


gallopavonis stra 
Bacteria; Teneric 


strain H831 16S r 
Tenericutes; Moll 


strain MMP-4 16S 
Tenericutes; Moll 
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strain RG-2C 16S 
Tenericutes; Moll 
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strain BbT2g 16S 
Tenericutes; Moll 


171632 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


strain 852 16S ri 
Tenericutes; Moll 


strain MH5408 16S 
Tenericutes; Moll 


strain R171 16S r 
Tenericutes; Moll 


strain PG30 16S r 
Tenericutes; Moll 


columbinasale str 
columbinasale Bac 


strain G122 16S r 
Tenericutes; Moll 


strain G145 16S r 
Tenericutes; Moll 


strain PG43 16S r 
Tenericutes; Moll 


strain UC/MF 16S 
Tenericutes; Moll 


leonicaptivi stra 
Bacteria; Teneric 


287884 287812 7 


300066 299994 7 


803430 803358 7 


1392581 1392509 7 


2198227 2198155 7 


2199726 2199654 7 


2204257 2204185 7 


2205756 2205684 7 


2208782 22087107 


2211811 2211739 7 


icutes; 
2213311 2213239 7 


icutes; 
2214809 2214737 7 


icutes; 
2216307 2216235 7 


2280495 2280423 7 


2371174 2371102 7 


2374189 23741177 


2375700 2375628 7 


2378721 2378649 7 


2380227 2380155 7 


3691445 3691373 7 


3755520 3755448 7 


3779661 3779589 7 


3784163 3784091 7 


3785634 3785562 7 


79 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
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79 
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icutes; Mycoplasmataceae; Mycoplasma. 
171632 Bacteria_16S 
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79 
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79 
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Mycoplasmataceae; Mycoplasma. 


79 


ribosomal RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


79 


ribosomal RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 
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icutes; Mycoplasmataceae; Mycoplasma. 
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bosomal RNA, partial sequence 
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icutes; Mycoplasmataceae; Mycoplasma. 
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79 
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icutes; Mycoplasmataceae; Mycoplasma. 
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79 


79 
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79 


ibosomal RNA, partial sequence 
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79 
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icutes; Mycoplasmataceae; Mycoplasma. 
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79 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
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79 


79 


265678868 
28734 


gi 


gi| 265678860 


in ST-6 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; 
171632 Bacteria_16S 


gi| 265678510 
802889 80433 


gi|228716184 
1392046 13934 


gi| 219857600 
2197691 21991 


gi|219857599 
2199190 22006 


gi| 219857596 
2203720 22051 


gi|219857595 


in WR1 16S ribosomal RNA, partial sequence 22052 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
171632 Bacteria_16S 


gi| 219857593 
2208244 22096 


gi|219857591 
2211275 22127 


gi| 219857590 
2212774 22142 


gi|219857589 
2214274 22157 


gi|219857588 
2215772 22172 


gi| 219857546 
2279959 22814 


gi| 219857479 
2370638 23720 


gi| 219857477 
2373653 23751 


gi| 219857476 
2375159 23766 


gi| 219857474 


ain 694 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae 
171632 Bacteria_16S 


gi| 219857473 
2379691 23811 


gi| 219846443 
3690909 36923 


gi| 219846395 
3754983 37564 


gi| 219846377 
3779118 37805 


gi|219846374 


in 3L2 16S ribosomal RNA, partial sequence 37836 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

171632 Bacteria_16S 
strain LX 16S ribosomal RNA, partial sequence 


gi|219846373 
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ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


1 288773 Mycopl 


299496 300945 
Mycoplasma. 


20 2206668 Mycopl 


2378183 237964 
+ Mycoplasma. 


21 3785045 Mycopl 


NR_029174.1 


NR_029166.1 


NR_028813.1 


NR_027548.1 


NR_025188.1 


NR_025187.1 


NR_025184.1 


NR_025183.1 


NR_025181.1 


NR_025179.1 


NR_025178.1 


NR_025177.1 


NR_025176.1 


NR_025134.1 


NR_025067.1 


NR_025065.1 


NR_025064.1 


NR_025062.1 


NR_025061.1 


NR_026034.1 


NR_025986.1 


NR_025968.1 


NR_025965.1 


Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma 
Mycoplasma 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 
asma leonicaptivi 


NR_025964.1 


Mycoplasma simbae 


3785096 3786526 Mycoplasma simbae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


171632 Bacteria_16S 
strain PU 16S rib 


Tenericutes; Moll 


171632 Bacteria_16S 
strain DD 16S rib 


Tenericutes; Moll 


171632 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


171632 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


Bacteria; Proteob 


sibiricum strain 


Bacteria; Proteob 


Bacteria; Proteob 


chilensis strain 
Bacteria; Proteob 


strain JB-A2 16S 


3787119 3787047 7 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858320 3858248 7 79 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3884473 38844017 79 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
341502 341431 8 79 gi 


79 gi 


814131 814060 8 79 gi 


900578 900507 8 79 gi 


997849 997778 8 79 gi 


999361 999290 8 79 gi 


1000881 1000810 8 79 
ribosomal RNA, partial sequence 


gi 


-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
171632 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
171632 Bacteria_16S 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
171632 Bacteria_16S 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
171632 Bacteria_16S 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
171632 Bacteria_16S 


219846372 


3786577 37880 


219846323 


3857775 38592 


219846306 


3883911 38853 


1000320 10017 


ref |NR_025963.1 


ref 


NR_025913.1 


ref|NR_025896.1 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


265678830|ref|NR_029135.1| Hydrogenovibrio 

ce 340936 342344 Hydrogenovibrio marinus 
hales; Piscirickettsiaceae; Hydrogenovibrio. 
265678503|ref|NR_028806.1| Thioalkalimicrobium 
e 813559 815058 Thioalkalimicrobium cyclicum 
hales; Piscirickettsiaceae; Thioalkalimicrobium. 
265678444|ref|NR_028746.1| Thioalkalimicrobium 
e 900013 901506 Thioalkalimicrobium sibiricum 
hales; Piscirickettsiaceae; Thioalkalimicrobium. 
265678379|ref|NR_028681.1| Thiomicrospira 

ce 997291 998749 Thiomicrospira kuenenii 
hales; Piscirickettsiaceae; Thiomicrospira. 
265678378|ref|NR_028680.1| Thiomicrospira 

ce 998800 1000269 Thiomicrospira chilensis 
hales; Piscirickettsiaceae; Thiomicrospira. 
265678377|ref|NR_028679.1| Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

171632 Bacteria_16S 1029669 1029598 8 79 gi|265678358|ref|NR_028660.1| Thiomicrospira 
thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
171632 Bacteria_16S 1986765 1986694 8 79 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

171632 Bacteria_16S 2468491 2468420 8 79 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
171632 Bacteria_16S 2647788 2647717 8 79 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 

171632 Bacteria_16S 3838668 3838597 8 79 gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
171632 Bacteria_16S 2202744 22026705 79 gi|219857597|ref|NR_025185.1| Mycoplasma 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 2202199 2203669 Mycoplasma 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

171632 Bacteria_16S 2368179 2368109 9 79 gi|219857481|ref|NR_025069.1| Mycoplasma 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

171632 Bacteria_16S 319698 319629 10 79 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

171632 Bacteria_16S 780377 780308 10 79 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
strain S-743 16S ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

171632 Bacteria_16S 2641604 2641535 10 79 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

171632 Bacteria_16S 3799202 3799133 7 76 gi|219846363|ref|NR_025954.1| Mycoplasma agassizii 


strain PS6 16S ri 
Tenericutes; Moll 


171632 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


171632 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


171632 Bacteria_16S 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
362284 362212 7 79 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2365161 2365089 7 79 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2366671 2366599 7 79 gi 


3798661 38001 


265678813 


361716 36321 
Desulfov 


, 


219857483 


2364627 23660 


219857482 


equigenitalium strain T37 16S ribosomal RNA, partial sequence 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025071.1 


ref|NR_025070.1 


02 Mycoplasma agassizii Bacteria; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


2366137 236759 


Mycoplasma 
6 Mycoplasma 


171632 Bacteria_16S 
strain HRC292 16S 


2369663 2369591 7 


79 


ribosomal RNA, partial sequence 


gi 


2369126 23705 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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2372683 23726117 


79 


strain PG15 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


171632 Bacteria_16S 


leopharyngis strain LL2 16S ribosomal RNA, partial sequence 37821 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Bacteria; 
171632 Bacteria_16S 


3782680 3782608 7 


4079798 4079726 7 


79 


79 


strain BC-3 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 
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syrphidicola strain EA-1 


syrphidicola Bacteria; 
171632 Bacteria_16S 


strain M55 16S ribosomal 
Tenericutes; Mollicutes; 


171632 Bacteria_16S 


chrysopicola strain DF-1 


chrysopicola Bacteria; 
171632 Bacteria_16S 


strain 40 16S ribosomal RNA, partial 
Gammaproteobacteria; 


Proteobacteria; 
171632 Bacteria_16S 


Entomoplasmatales; 
4138869 4138797 7 


4148263 41481917 


Entomoplasmatales; 
4157508 4157436 7 


213592 213521 8 


384905 384834 8 


79 


79 


RNA, partial sequence 


79 


79 


sequence 
Oceanospirillales; 


79 


strain OK2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
171632 Bacteria_16S 


445109 445038 8 


rhizosphaerae strain IH5 16S ribosomal RNA, 


rhizosphaerae Bacteria; 


Pseudomonas. 
171632 Bacteria_16S 
strain CFBP 2022 
Proteobacteria; 

171632 Bacteria_16S 


palleroniana strain CFBP 4389 16S ribosomal RNA, partia 
Gammaproteobacte 


palleroniana Bacteria; 
Pseudomonas. 
171632 Bacteria_16S 


strain DLE411J 16S ribosomal RNA, partial sequence 


Proteobacteria; 
171632 Bacteria_16S 


ushuaiensis strain Ul 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Oceanosp 


Bacteria; 
171632 Bacteria_16S 


strain P 513/19 16S ribosomal RNA, partial sequence 554659 55615 
Gammaproteobacteria; Pseudomonadales; P 


Proteobacteria; 
171632 Bacteria_16S 


strain P 527/13 16S ribosomal RNA, partial sequence 556201 55769 
Gammaproteobacteria; Pseudomonadales; P 


Proteobacteria; 
171632 Bacteria_16S 


strain P 538/23 16S ribosomal RNA, partial sequence 557743 55923 
Gammaproteobacteria; Pseudomonadales; P 


Proteobacteria; 
171632 Bacteria_16S 
strain S-606 16S 
Proteobacteria; 

171632 Bacteria_16S 
strain Iso-46 16S 
Proteobacteria; 
171632 Bacteria_16S 
nivimaris strain 
Bacteria; 
171632 Bacteria_16S 
strain 520-20 16S 
Proteobacteria; 
171632 Bacteria_16S 


proteolyticus strain 116 16S ribosomal RNA, partial seq 
proteolyticus Bacteria; 


Psychrobacter. 
171632 Bacteria_16S 


ribosomal RNA, 


Proteobacteria; 


457461 457390 8 


458913 458842 8 
Proteobacteria; 


471010 470939 8 


487941 487870 8 


555203 555132 8 


556745 556674 8 


558289 558218 8 


574951 574880 8 


586926 586855 8 


612696 612625 8 


640090 640019 8 


655178 655107 8 
Proteobacteria; 


659686 659615 8 


N7 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


79 


complete se 
Gammaproteobact 


79 


79 


79 


79 


79 


79 


79 


79 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


79 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


79 


79 


complete sequence 
Gammaproteobacteria; Pseudomonadales; P 


79 


79 


659171 660617 Moraxella canis Bacteria; 


gi 


2372144 23736 


gi 


gi 


4079234 40807 
Spiroplasmataceae; 


gi 


16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Entomoplasmatales 


gi 


4147699 41492 
Spiroplasmataceae; 


gi 


16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Entomoplasmatales 


gi 


213019 21448 


gi 


384340 38587 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi 


gi 


16S ribosomal RNA, partial sequence 456977 45835 
Gammaproteobacteria; Pseudomonadales; P 


gi 


gi 


470446 47199 
Gammaproteobacteria; Pseudomonadales; P 


gi 


gi 


gi 


gi 


gi 


574450 57581 


gi 


586359 58785 


gi 


88/2-7 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Pseudomo 


gi 
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gi 
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gi 
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eria; Pseu 
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1 sequence 
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265678682 


seudomonad 
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seudomonad 
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ref|NR_028987.1 
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2 Psychrobacter 
ae; Psychrobacte 
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ref|NR_028948.1 
0 613627 Psychr 
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ref|NR_028929.1 


aceae; Pseudomon 
ref |NR_028918.1 

654656 656081 
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Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma 
asma leopharyngis 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Pseudomonas 
Pseudomonas 

udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 
Pseudomonas 
Pseudomonas 

domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Marinomonas 
monas ushuaiensis 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 

Psychrobacter pulmonis 
pulmonis Bacteria; 
a 

Psychrobacter faecalis 
faecalis Bacteria; 
rs 

Psychrobacter 
obacter nivimaris 
ychrobacter. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Psychrobacter 
Psychrobacter 
axellaceae; 
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Moraxella canis strain 
Proteobacteria; 
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frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


171632 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


171632 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


171632 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


171632 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


171632 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


171632 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


171632 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


171632 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


171632 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


171632 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


171632 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


171632 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


171632 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


171632 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


171632 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


171632 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


171632 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


171632 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


171632 Bacteria_16S 


marincola strain 
marincola Bacteri 


171632 Bacteria_16S 


submarinus strain 
submarinus Bacter 


171632 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
960888 960817 8 79 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1015925 1015854 8 79 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1017422 1017351 8 79 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
1064807 1064736 8 79 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1088672 1088601 8 79 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1120437 1120366 8 79 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


1271559 1271488 8 
1 RNA partial sequence 
ia; Desulfobacterales; 
1415096 1415025 8 


79 gi 
Desulfobacterac 
79 gi 


ammaproteobacteria; Pseudomonadales; P 
1422774 1422703 8 79 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1445934 1445863 8 79 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1470031 1469960 8 79 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1641072 1641001 8 79 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


1642634 1642563 8 79 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644195 1644124 8 79 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1694514 1694443 8 79 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
1696058 1695987 8 79 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1825443 1825372 8 79 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1826921 1826850 8 79 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
2143608 2143537 8 79 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


171632 Bacteria_16S 


2145113 2145042 8 79 gi 


821061 82256 


1015393 10168 


1016889 1018335 Morax 


1271016 1272493 Desul 


6S ribosomal RNA, partial sequence 1414552 14160 


1445391 14468 


1642082 16435 


1643643 16451 


16S ribosomal RNA, partial sequence 1693968 169 


1695512 169 


2143068 21445 


seudomonad 
265678404 
96032 
seudomonad 
265678367 


oraxellace 
265678366 


raxella. 
265678334 
sequence 
ria; Ocean 
265678317 
ence 10881 
nadales; P 
228716127 
11198 
xococcales 


219846399 


eae; Desul 
224581448 


seudomonad 
224581443 
ence 14222 
nadales; M 
224581423 


oraxellace 
224581406 
1 sequence 
ria; Pseud 


219878449 
equence 
ria; Pseud 


219878448 


seudomonad 
219878447 


seudomonad 
219878411 
54 
seudomonad 
219878410 
70 
seudomonad 
219878319 
uence 
; Pseudomo 
219878318 
quence 

a; 
219857639 


seudomonad 


671859 671788 8 79 gi|265678601|ref|NR_028906.1| Pseudomonas 

s strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 

s Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
784978 784907 8 79 gi| 265678522 |ref|NR_028826.1| Pseudomonas 

in CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 

eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
821605 821534 8 79 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 


9 Pseudomonas indica Bacteria; 

aceae; Pseudomonas. 

ref|NR_028706.1| Pseudomonas veronii 

3 961843 Pseudomonas veronii Bacteria; 
aceae; Pseudomonas. 

ref|NR_028669.1| Moraxella catarrhalis 
38 Moraxella catarrhalis Bacteria; 

ae; Moraxella. 
ref |NR_028668.1 
ella bovis Bacte 


Moraxella bovis strain 
ria; Proteobacteria; 


Marinomonas 
0 Marinomonas 
rinomonas. 

Pseudomonas 
monas psychrophila 
Pseudomonas. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


ref|NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref |NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027547.1 
56 1121404 Anaero 
; Cystobacterine 
ref 
fone 
fonema. 
ref|NR_027230.1| Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
aceae; Pseudomonas. 
ref|NR_027225.1] Psychrobacter 
15 1423690 Psychrobacter maritimus 
oraxellaceae; Psychrobacter. 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


NR_025990.1 
ma magnum Ba 


Pseudomonad 


ref |NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora 


ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 


acea 
ref 


e; Pseudomon 
NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


aceae; Pseudomon 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
ales; Moraxe 
ref|NR_025228.1 


aceae; Pseudomon 


219857638 


umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 


Psychrobacter arenosus 
arenosus Bacteria; 
rs 

Psychrobacter 
0 Psychrobacter 
xellaceae; 


Pseudomonas 
1 Pseudomonas 


domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 

Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 


ref|NR_025227.1 
2144573 214602 


Pseudomonas 
7 Pseudomonas 


umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


171632 Bacteria_16S 
strain YKJ-103 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
219857586 
strain KMM 3447 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


Proteobacteria; 


171632 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


171632 Bacteria_16S 
costantinii strain CFBP 5705 16S ribosomal RNA, partial 
costantinii Bacteria; 


Pseudomonas. 


171632 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; 


171632 Bacteria_16S 


strain CFML 97-51 
Bacteria; 


171632 Bacteria_16S 
thivervalensis strain SBK26 16S ribosomal RNA, partial 
thivervalensis Bacteria; 


Pseudomonas. 


171632 Bacteria_16S 
brassicacearum strain DBK11 16S ribosomal RNA, partial 
brassicacearum Bacteria; 


Pseudomonas. 


171632 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


171632 Bacteria_16S 


105469 
Proteob 


strain CIP 
Bacteria; 


171632 Bacteria_16S 


105470 
G 


strain CIP 
Proteobacteria; 


171632 Bacteria_16S 


105259 
G 


strain CIP 
Proteobacteria; 


171632 Bacteria_16S 


105274 
G 


strain CIP 
Proteobacteria; 


171632 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


171632 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


171632 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


171632 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


171632 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


171632 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


Bacteria; 


2175456 2175385 8 79 gi 


2219344 2219273 8 79 gi 


Proteobacteria; 


2234500 2234429 8 79 gi 


Proteobacteria; Gammaproteobacteria 
2321300 2321229 8 79 gi 
1 16S ribosomal RNA, partial sequence 


2322852 2322781 8 79 gi 
4 16S ribosomal RNA, partial sequence 
79 


2521225 2521154 8 gi 


Proteobacteria; Gammaproteobacte 


2522705 2522634 8 79 gi 


Proteobacteria; Gammaproteobacte 


2528777 2528706 8 79 gi 
ammaproteobacteria; Pseudomonadales; Pse 
2555531 2555460 8 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomona 
2557097 2557026 8 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pse 
2561723 2561652 8 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pse 
2570856 2570785 8 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pse 
2579977 2579906 8 79 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pse 
2581543 2581472 8 79 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomona 
2583113 2583042 8 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomona 
2584682 2584611 8 79 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomona 
2586262 2586191 8 79 gi 
in MMB1 16S ribosomal RNA, complete sequ 
1 Bacteria; Proteobacteria; Gammaproteob 
2595520 2595449 8 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pse 


219857616 
2174910 21764 


219857576 
sequence 
; Pseudo 


219857515 
23207 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 
219857514 
23223 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
219857363 
sequence 


ria; 


219857362 
sequence 
ria; 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
udomonad 
219857340 
25549 
dales; 
219857339 
25565 
udomonad 
219857336 
25611 
udomonad 
219857287 
25702 
udomonad 
219857281 
25794 
udomonad 
219857280 
25809 


dales; 


219857279 
25825 


dales; 


219857278 
25841 


dales; 


219857277 


ence 


acteria; 

219857271 
25949 

udomonad 


Pse 


Pse 


P 


P 


P 


03 Psychrobacter 
ae; 


monadales; 


udomonadales; 


udomonadales; 


aceae; 


Pseudomonadaceae; 


aceae; 


aceae; 


aceae; 


ref|NR_025205.1| Psychrobacter jeotgali 
jeotgali Bacteria; 
Psychrobacter. 


ref|NR_025174.1] Pseudomonas 


nce 2218792 2220307 Pseudomonas 
Pseudomonadales; 


Pseudomonadaceae; 


Pseudomonas 
2233956 2235447 Pseudomonas 
Pseudomonadaceae; 
Pseudomonas brenneri 


ref|NR_025103.1 


64 2322265 Pseudomonas brenneri Bacteria; 
aceae; 


Pseudomonas. 
ref|NR_025102.1| Pseudomonas grimontii 
16 2323816 Pseudomonas grimontii 
Pseudomonas. 
ref|NR_024951.1] Pseudomonas 

2520665 2522094 Pseudomonas 
Pseudomonadaceae; 


ref|NR_024950.1] Pseudomonas 
2522145 2523617 Pseudomonas 
Pseudomonadaceae; 


ref|NR_024946.1| Pseudomonas fragi 
82 Pseudomonas fragi Bacteria; 
Pseudomonas. 
ref|NR_024928.1| Pseudomonas gessardii 
74 2556489 Pseudomonas gessardii 
Pseudomonas. 
ref|NR_024927.1| Pseudomonas migulae 
40 2558055 Pseudomonas migulae Bacteria; 
Pseudomonas. 
ref|NR_024924.1| Pseudomonas mosselii 
68 2562680 Pseudomonas mosselii Bacteria; 
Pseudomonas. 
ref|NR_024918.1| Pseudomonas jessenii 
99 2571813 Pseudomonas jessenii Bacteria; 
Pseudomonas. 
ref|NR_024912.1| Pseudomonas cedrina 
20 2580935 Pseudomonas cedrina Bacteria; 
aceae; Pseudomonas. 
ref|NR_024911.1| Pseudomonas rhodesiae 
86 2582507 Pseudomonas rhodesiae 
seudomonadaceae; Pseudomonas. 
ref|NR_024910.1| Pseudomonas monteilii 
58 2584074 Pseudomonas monteilii 
seudomonadaceae; Pseudomonas. 
ref|NR_024909.1| Pseudomonas orientalis 
25 2585640 Pseudomonas orientalis 
seudomonadaceae; Pseudomonas. 
ref|NR_024908.1| Marinomonas 

2585691 2587224 Marinomonas 
Oceanospirillales; Marinomonas. 
ref|NR_024902.1| Pseudomonas mandelii 
61 2596478 Pseudomonas mandelii Bacteria; 
aceae; Pseudomonas. 


171632 Bacteria_16S 
strain CIP 105460 
Bacteria; 
171632 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


2597086 2597015 8 


2853979 2853908 8 


79 


complete sequence 


79 


219857270 
25965 
P 
219856888 


gi 


gi 


ref|NR_024901.1 


Pseudomonas libanensis 


29 2598044 Pseudomonas libanensis 
, 


seudomonadaceae 
ref|NR_024707.1 


Pseudomonas. 
Pseudomonas savastanoi 


strain ATCC 13522 
Bacteria; Proteob 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomona 


28534 


dales; 


P 


33 2854934 Pseudomonas savastanoi 
seudomonadaceae; Pseudomonas. 


171632 Bacteria_16S 
strain ATCC 49968 
Bacteria; 
171632 Bacteria_16S 


2858662 2858591 8 


2920075 2920004 8 


79 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


79 


219856885 
28581 
P 
219856843 


gi 


gi 


plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


ref |NR_024704.1 


Pseudomonas lundensis 


10 2859620 Pseudomonas lundensis 


seudomonadaceae; 
ref|NR_024662.1 
2919511 292100 


Pseudomonas. 
Pseudomonas 
8 Pseudomonas 


171632 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


171632 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


171632 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


171632 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


171632 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


171632 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


171632 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


171632 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


micromati strain 
Bacteria; Bactero 


171632 Bacteria_16S 
n R-9106 16S ribosomal RNA, partial se 
Bacteroidetes; 


degerlachei strai 
degerlachei Bacte 


171632 Bacteria_16S 
2SM29 16S ribosomal RNA, partial sequ 
Flavobacteriale 


mesophilus strain 
Bacteria; Bactero 


171632 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


171632 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


171632 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


171632 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


171632 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


171632 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


171632 Bacteria_16S 


gelidilacus strai 
gelidilacus Bacte 


171632 Bacteria_16S 


KMM 3909 16S ribo 
Flavobacteria; Fl 


glaciale strain A 
glaciale Bacteria 


171632 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


171632 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


bosomal RNA, 


cteria; 


eria; 


bosomal RNA, 


teria; 


eria; 


425032 


520078 


idetes; 
521606 


ria; 
601896 


idetes; 
736939 


icutes; 
744520 
bosomal RNA, 
avobacteria; 


idetes; 


icutes; 


idetes; 


ria; 


CAM 644 
Bacte 


v 


ain D30 
teria; 
2 
AS 1.27 
a; Bact 


171632 Bacteria_16S 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 


2974482 2974411 8 


3177195 3177124 8 
16S ribosomal RNA, partial sequence 3176631 31781 
ammaproteobacteria; Pseudomonadales; P 
3313591 3313520 8 
in G3 100 16S ribosomal RNA, partial s 
Proteobacteria; Deltaproteobacte 


3809741 3809670 8 


4022269 4022198 8 
in JG-100 16S ribosomal RNA, partial s 


Proteobacteria; Gammaproteobacte 


RNA, partial sequence 
avobacteriales; 
171632 Bacteria_16S 
R-9192 16S ribosomal RNA, partial sequ 


Flavobacteria; Flavobacteriale 


Flavobacteria; 


1167264 1167202 17 
ibosomal RNA, partial sequence 
Flavobacteria; 
1281804 1281738 13 
ribosomal RNA, partial sequence 
Entomoplasmatales; 
1374656 1374594 17 

1 RNA, partial sequence 

avobacteriales; 
1627432 162737017 
-9014 16S ribosomal RNA, partial seque 
Flavobacteria; Flavobacteriale 
1712840 1712778 17 
n R-8899 16S ribosomal RNA, partial se 
Bacteroidetes; 
2096682 2096620 17 
somal RNA, partial sequence 2096154 2097581 Meson 
Flavobacteriaceae; Mes 
2105791 2105729 17 


avobacteriales; 
171632 Bacteria_16S 


Bacteroidetes; 
179950 2179888 17 


eroidetes; 
2181466 2181404 17 


79 
partial sequence 


79 


79 


79 


79 
complete sequence 


79 


79 


424970 17 79 


520016 17 79 
521544 17 79 
601834 17 79 


736873 13 79 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


744458 17 79 
partial sequence 
Flavobacteriales; 
79 


79 


79 


79 


79 


79 


79 


16S ribosomal RNA, partial seq 
roidetes; 
2142094 2142032 17 


Flavobacteria; 
79 


16S ribosomal RNA, partial seq 
Flavobacteria; 


79 


47 16S ribosomal RNA, partial s 
Flavobacteria; 


79 


Deltaproteobac 


complete se 


Gammaproteobact 


Flavobacteria; 


Flavobacteria; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 
For 
gi 
gi 
Fla 
gi 


gi 


gi 
Flavoba 
gi 


gi 


gi 
Kor 
gi 
gi 
Fla 
gi 
gi 


Flavob 
gi 


F 
gi 


Flavo 


se 


s 
te 


se 


ri 


se 


qu 
er 


ri 


mo 


en 
S; 


qu 
VO. 


en 
S; 


ct 


Ss; 


di 


nce 
S; 


qu 


vo 


on 


ue 
ac 


ue 
la 


eq 
ba 


gi 


219846940 
2973936 29754 
ammaproteobacteria; Pseudomonadales; P 
3050440 3050369 8 
rain ThAcOl 16S ribosomal RNA, partial 
Proteobacteria; 


219846888 


219846803 


219846711 
equence 


219846356 
3809177 38107 
ammaproteobacteria; Pseudomonadales; P 
3905954 3905883 8 

ain L-1 16S ribosomal RNA, 
Proteobacteria; 


219846291 


219846208 
equence 


265678771 
424476 425990 Formo 
Flavobacteriaceae; 
265678705 


265678704 


265678651 


265678556 
736380 73789 
Entomoplasmataceae; 
265678550 
744001 74541 


228719858 
1166738 11681 
Flavobacteriale 
219846087 
1281261 12827 
Entomoplasmataceae; 
228717906 
1374101 1375614 Kordi 
Flavobacteriaceae; 
219878458 


219878399 


219878124 


219878116 


219857640 


219857613 


219857612 


ref |NR_026532.1 


udomonadaceae; Pseudomon 
ref|NR_026480.1 
3049889 305136 


ulfovibrionales; 


equence 
ria; Des 


ref|NR_026395.1 


udomonadaceae; Pseudomon 
ref|NR_026303.1 

3313036 331453 
fovibrionales; D 


a; Desul 


ref |NR_025947.1 


udomonadaceae; Pseudomon 
ref|NR_025881.1 

3905392 390691 
domonadales; Pse 


ence 


ia; Pseu 


ref|NR_025798.1 

4021723 402321 
a; Pseudomonadales; Mora 
ref 
saa 


NR_029076.1 
lgae Bacteri 
sa. 
ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 
521077 522551 
les; Flavobacter 
ref|NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref|NR_028860.1 
7 Entomoplasma 
ntomoplasma. 
ref |NR_028854.1 
8 Psychroflexus 
; Psychroflexus 
ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; Psyc 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 
ref|NR_027568.1 
a algicida OT-1 


ce 51954 
Flavoba 


ence 
bacteria 


ce 60134 
Flavoba 


E 


eriaceae 


Flavoba 


E 


a. 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025538.1 

1712309 171377 
les; Flavobacter 
ref |NR_025263.1 
ia algae Bacteri 


16269 
Flavoba 


e 


ence 
bacteria 


ia. 
ref|NR_025255.1 

2105286 210665 
; Cryomorphaceae 
ref |NR_025229.1 

2141553 214301 
iales; Flavobact 
ref |NR_025202.1 

2179421 218088 
s; Flavobacteria 


nce 
teriales 


nce 
vobacter 


uence 
cteriale 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Desulfovibrio 

7 Desulfovibrio 
Desulfovibrionaceae; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Desulfovibrio 

8 Desulfovibrio 

esulfovibrionaceae; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Pseudomonas 

8 Pseudomonas 

udomonadaceae; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Formosa algae strain 
a; Bacteroidetes; 


Flavobacterium 
acterium micromati 
obacterium. 

Flavobacterium 

Flavobacterium 
iaceae; Flavobacterium. 

Gelidibacter 
bacter mesophilus 
dibacter. 

Entomoplasma lucivorax 


lucivorax Bacteria; 


Psychroflexus tropicus 
tropicus Bacteria; 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 
Entomoplasma somnilux 


somnilux Bacteria; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Flavobacterium 
acterium frigoris 
obacterium. 

Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 

Mesonia algae strain 
a; Bacteroidetes; 


Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 


’ 


ref |NR_025201.1 
2180937 218240 


Flavobacterium 
2 Flavobacterium 


xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 


171632 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


171632 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


171632 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


171632 Bacteria_16S 
ain KMM 3524 16S ribosomal RNA, partia 
F 


holothuriorum str 
holothuriorum Bac 
Salegentibacter. 


171632 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


171632 Bacteria_16S 
in MBIC4355 16S ribosomal RNA, partial 
Fl 


amylolyticum stra 
amylolyticum Bact 


171632 Bacteria_16S 
MBIC1140 16S ribosomal RNA, partial s 
Flav 


mesophilum strain 
mesophilum Bacter 


171632 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


171632 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


171632 Bacteria_16S 


salegens strain D 
salegens Bacteria 


171632 Bacteria_16S 


hibernum strain A’ 
hibernum Bacteria 


171632 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


171632 Bacteria_16S 


strain KMM 6050 1 
Bacteroidetes; Fl 


171632 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


171632 Bacteria_16S 


strain KMM 6034 1 
Bacteroidetes; Fl 


171632 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


171632 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


171632 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


171632 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


171632 Bacteria_16S 


flavescens strain 
Bacteria; Actinob 
Microbacterium. 


171632 Bacteria_16S 


succinivorans str 
succinivorans Bac 


171632 Bacteria_16S 


strain 2Z-7937 16S 
Firmicutes; Clost 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2691223 269116117 79 gi 
teria; 


Bacteroidetes; Flavobacteria; 


2742276 2742214 17 79 gi 
idetes; Flavobacteria; 


2811316 2811254 17 719 gi 
Bacteroidetes; Flavobacteria; 
2812810 2812748 17 79 


eria; 
gi 


Bacteroidetes; Flavobacteria; 
3680907 3680845 17 79 


ia; 
gi 
idetes; Flavobacteria; 


3701938 3701876 17 79 
ribosomal RNA, partial sequence 


gi 


avobacteria; Flavobacteriales; 
3986251 3986189 17 79 gi 
avobacteria; Flavobacteriales; 
3987732 3987670 17 79 gi 
avobacteria; Flavobacteriales; 
3989210 3989148 17 79 gi 
avobacteria; Flavobacteriales; 
3992193 399213117 79 gi 
n KMM 6049 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; 
4014664 4014602 17 79 gi 
KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; 
4016143 4016081 17 79 gi 
in KMM 3907 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
4162169 4162107 17 79 gi 
avobacteria; Flavobacteriales; 
32440 32371 10 79 gi 
401 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


70198 70129 10 79 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
91075 91006 10 79 gi 
ribosomal RNA, partial sequence 


ridia; Halanaerobiales; Halobacteroida 


171632 Bacteria_16S 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 


134091 134022 10 79 gi 


T-82 16S ribosomal RNA, partial sequen 
Flavobacteriale 


215 16S ribosomal RNA, partial sequen 
Flavobacteriale 


Flavoba 


Flavoba 


Flavoba 


Flavoba 


Fla 


Flav 


90540 


2475319 24767 


219857195 
1 seque 
lavobac 


219857159 
ce 27417 
s; Flav 
219857109 
sequence 
avobact 
219857108 
equence 
ob 
219846450 
ce 36803 
Ss; 
219846435 


3701387 37028 


avobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 
3814407 3814345 17 79 gi|219846353|ref|NR_025944.1 
SM 5424 16S ribosomal RNA, partial sequence 3813879 381534 
; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
3843245 3843183 17 79 gi|219846333|ref|NR_025923.1 
TCC 51468 16S ribosomal RNA, partial sequence 3842717 384417 
; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
3981785 3981723 17 79 gi| 219846237 |ref|NR_025827.1 


6S ribosomal RNA, partial sequence 3981260 39826 
eriaceae 


ct 
219846234 


6S ribosomal RNA, partial sequence 3985718 39871 
eriaceae 


ct 
219846233 


6S ribosomal RNA, partial sequence 3987206 39886 
eriaceae 


ct 
219846232 


6S ribosomal RNA, partial sequence 3988683 39901 
eriaceae 


Ct 
219846230 
sequence 
vo 
219846213 
equence 
obacterial 
219846212 
sequence 
avobacteri 


219846106 


6S ribosomal RNA, partial sequence 4161641 41630 
Flavoba 


265679042 
ce 31915 
ales; Micr 


265679017 
quence 

diales; Ve 
265679002 
92000 
ceae; Natr 
265678973 


nce 
ter 


oba 


eri 


acterial 


Flavoba 


bacteria 


ref |NR_024823.1 
2690706 269211 
iales; Flavobact 


ref|NR_024787.1 
27 2743201 Flavo 
cteriaceae; Flav 
ref |NR_024737.1 

2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 

2812273 281371 
es; Flavobacteri 
ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref |NR_026026.1 
64 Gelidibacter 


- Ba 
ref 


zionia. 
NR_025824.1 


, Gr 
ref 


amella. 
NR_025823.1 
; Aq 
ref 


uimarina. 
NR_025822.1 


; Gillisia. 
ref |NR_025820.1 
3991660 399309 
les; Flavobacter 
ref|NR_025803.1 
4014130 401555 
es; Flavobacteri 
ref |NR_025802.1 
4015607 401703 
ales; Flavobacte 


ref|NR_025696.1 
; Algibacter. 
ref|NR_029350.1 

33385 Microb 
ococcineae; Micr 


ref |NR_029325.1 

69637 71125 
illonellaceae; S 
ref |NR_029310.1 


oniella. 


2433497 2433435 17 79 gi|219857432|ref|NR_025020.1| Flavobacterium 
n A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
2474358 2474288 9 79 gi|219857400|ref|NR_024988.1| Mycoplasma 
ain 117C 16S ribosomal RNA, partial sequence 2473825 2475268 Mycoplasma 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2475853 2475783 9 79 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


Flavobacterium 
acterium limicola 
obacterium. 

Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 

Tenacibaculum 
6 Tenacibaculum 
aceae; Tenacibaculum. 

Polaribacter 
bacter filamentus 
ribacter. 

Gelidibacter algens 


algens Bacteria; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 
5 Winogradskyella 
riaceae; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 
cteriaceae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Schwartzia 

Schwartzia 

chwartzia. 

Natroniella acetigena 


Natroniella acetigena Bacteria; 


ref|NR_029281.1 


Arthrobacter 


133546 135015 Arthrobacter ureafaciens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


171632 Bacteria_16S 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


171632 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


171632 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


171632 Bacteria_16S 


gangotriensis str 
gangotriensis Bac 


Micrococcaceae; Arthrobacter. 
171632 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
171632 Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


171632 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


171632 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


171632 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


171632 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


171632 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


171632 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


171632 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


171632 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
171632 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
171632 Bacteria_16S 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


171632 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


strain NF23 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


158393 158324 10 79 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 

277368 277299 10 79 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
494132 494063 10 79 gi 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


’ 


gi 


495637 495568 10 79 gi 
ain LzlY 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


529264 529195 10 79 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
618826 618757 10 79 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


686918 686849 10 79 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
985330 985261 10 79 gi 
6S ribosomal RNA, 


1026664 1026595 10 79 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1054103 1054034 10 79 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1106733 1106664 10 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1233865 1233796 10 79 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
; Microbacterium. 

1259404 1259335 10 79 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1270100 1270031 10 79 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


1421194 1421125 10 79 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1453427 1453358 10 79 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1697604 1697535 10 79 gi 
n CF36 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


1722054 1721985 10 79 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1723595 1723526 10 79 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 


gi 


276812 27827 


528726 53019 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
171632 Bacteria_16S 


1721510 17230 


1723051 17245 


265678957 
sequence 
Actinomyc 


265678875 


265678699 


ccaceae; D 
265678639 
ce 61837 
ales; Micr 


265678591 
68634 
acterales; 

265678387 


265678360 
uence 
ia; Syntro 


265678341 
uence 
teria; Cam 
265678304 

11062 
ales; Stre 
219878266 
ial sequen 
ae; Actino 


219846811 
ence 12588 
occales; D 
219846400 
sequence 

ia; Desulf 


224581444 
1 sequence 
ridae; Act 


224581418 
1 sequence 
ridae; Act 
219878409 
ence 16970 
ales; Micr 


219878393 


oraxellace 
219878392 


oraxellace 


1799254 1799185 10 79 gi 


ref|NR_029265.1| Microbacterium 
157869 159336 Microbacterium 
etales; Micrococcineae; 
ref|NR_029181.1| Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


265678722 |ref|NR_029027.1| Arthrobacter 

quence 493586 495067 Arthrobacter 

; Actinomycetales; Micrococcineae; Micrococcaceae; 
265678721|ref|NR_029026.1| Arthrobacter 

quence 495118 496571 Arthrobacter 

e; Actinomycetales; Micrococcineae; 


ref|NR_029004.1| Deinococcus indicus 
2 Deinococcus indicus Bacteria; 

einococcus. 
ref |NR_028944.1 
1 619715 Microb 
ococcineae; Micr 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 

Acholeplasma vituli 
vituli Bacteria; 


ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028689.1 
5 Acholeplasma 
eplasma. 
ref|NR_028662.1 
1026088 102759 
phobacterales; S 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


ref|NR_028643.1 
1053566 105500 
pylobacterales; 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


’ 


ref|NR_025405.1 
ce 1233340 123481 
mycetales; Micro 


Microbacterium 
7 Microbacterium 
coccineae; 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 

Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


ref|NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


ref |NR_027199.1 
1452894 145438 
inomycetales; Mi 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


ref|NR_025548.1 
56 1698545 Microb 
ococcineae; Micr 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 
ref |NR_025532.1 luti 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacter. 


Psychrobacter 
luti Bacteria; 
ir, 

Psychrobacter 
fozii Bacteria; 


fozii 


219878336 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


ref|NR_025475.1] Arthrobacter 
1798724 1800168 Arthrobacter 


171632 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


171632 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


171632 Bacteria_16S 


strain CF-25 16S 


strain CF-43 16S 


sulfonivorans str 
sulfonivorans Bac 


Micrococcaceae; Arthrobacter. 
171632 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 


Micrococcaceae; Arthrobacter. 
171632 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 


Micrococcaceae; Arthrobacter. 
171632 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobacter. 
171632 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


171632 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


171632 Bacteria_16S 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


171632 Bacteria_16S 


strain F98.3HR69 


resistens strain 
resistens Bacteri 
Microbacterium. 


171632 Bacteria_16S 


DSM 11303 16S rib 


Deinococcus-Thermus; 
171632 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


171632 Bacteria_16S 


strain DSM 3963 1 
Deinococcus-Therm 


171632 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


171632 Bacteria_16S 


strain DSM 20167 
Actinobacteria; A 


171632 Bacteria_16S 


strain DSM 20119 
Actinobacteria; A 


171632 Bacteria_16S 


strain DSM 20138 
Actinobacteria; A 


1874075 1874006 10 79 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


s 
Ac 
1895721 1895652 10 79 gi 
eltaproteobacteria; Desulfobacterales; 
1957605 1957536 10 79 gi 
ribosomal RNA, partial sequence 


D 


oc 
1959161 1959092 10 79 
ribosomal RNA, partial sequence 


gi 


oc 
2346832 2346763 10 79 gi 
ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


ue 
e; 


2348341 2348272 10 79 gi 
rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 


qu 
ae 


2454856 2454787 10 79 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


s 
er 


2516639 2516570 10 79 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


se 
id 


2715111 2715042 10 79 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


ue 
ri 


2956214 2956145 10 79 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

2959133 2959064 10 79 gi 
FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


ia 


’ 


qu 
ti 


, 


3098662 3098593 10 79 gi 
oc 
3115137 3115068 10 
DMMZ 17 


a; Acti 


79 gi 
10 16S ribosomal RNA, partial seq 
nobacteria; Actinobacteridae; Act 


3146643 3146574 10 
osomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
3168034 3167965 10 79 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3171067 3170998 10 79 gi 


79 gi 
ce 


s 
De 


Deinoco 
gi 


Deinococci; Deinococcales; cc 


3374536 3374467 10 79 


us; 


Halobacteroida 
79 gi 


ridia; Halanaerobiales; 
3400272 3400203 10 


ce 


ctinobacteridae; Actinomycetales; Micr 
3401798 3401729 10 719 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
3403338 3403269 10 79 gi 


oc 


ctinobacteridae; Actinomycetales; Microc 


171632 Bacteria_16S 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 


219878285 


219878267 
6S ribosomal RNA, partial sequence 1895145 18966 


219878223 
1957067 19585 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 219878222 
1958616 19601 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


171632 Bacteria_16S 219857496 


219857495 


219857415 


219857366 


219857178 


219856819 
ae; 


219856817 


219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


171632 Bacteria_16S 219846845 


219846824 
3146120 31475 


219846809 
219846807 
6S ribosomal RNA, partial sequence 3170548 31720 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 


219846643 
16S ribosomal RNA, partial sequence 3402800 34042 


ref |NR_025424.1 
1873541 187493 
tales; Micrococc 


equence 
tinomyce 


ref |NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025362.1 

65 Arthrobacter 
occineae; Micrococcaceae 
ref |NR_025361.1 
16 Arthrobacter 
; Micrococcaceae 
ref |NR_025084.1 
nce 2346319 234777 
Actinomycetales; Microc 


esulfoba 


occineae 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


ence 
Actino: 


’ 


ref|NR_025003.1 
2454319 245573 
tinomycetales; M 


equence 
idae; Ac 


ref |NR_024954.1 
2516115 251756 
nomycetales; Mic 


quence 
ae; Acti 


ref|NR_024806.1 
2714566 271605 
omonadales; Mora 


nce 
a; Pseud 
ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


1 sequen 
; Actino 
ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


ence 
nomyceta 


ref |NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref |NR_026437.1 

3114620 311608 
ales; Micrococci 


occineae 


uence 
inomycet 


’ 


ref|NR_026416.1 


eino 
ref 


aceae; D coccus. 
NR_026401.1 
167516 316898 
Deinococcac 


NR_026399.1 


w 


equence 
inococcales; 


ref 


eino 
ref 


D coccus. 


NR_026259.1 


aceae; 


ia. 
ref |NR_026237.1 
13 Arthrobacter 
occineae; Micrococcacea 

NR_026236.1 


ae; Oren 


ref 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 


occineae 


occineae 


3404868 3404799 10 79 gi 


219846642 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Arthrobacter luteolus 


luteolus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Arthrobacter 
2 Arthrobacter 
icrococcineae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Arthrobacter sulfureus 


sulfureus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter oxydans 


v 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


ref|NR_026234.1 
340433 


Arthrobacter 
6 3405815 Arthrobacter 


histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


171632 Bacteria_16S 
strain DSM 20116 


3406394 3406325 10 


79 


gi 


16S ribosomal RNA, partial sequence 3405866 34073 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


171632 Bacteria_16S 
strain DSM 20550 


3455734 3455665 10 


79 


gi 


16S ribosomal RNA, partial sequence 3455187 34566 


219846641 


ococcineae; 
219846606 


ref 
45 Arthrobacter aurescens Bacteria; 


Mi 


ref 
68 Arthrobacter agilis Bacteria; 


NR_026233.1 


crococcaceae 
NR_026198.1 


’ 


Arthrobacter aurescens 


Arthrobacter. 
Arthrobacter agilis 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

171632 Bacteria_16S 3460278 3460209 10 79 gi|219846602|ref|NR_026194.1| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

171632 Bacteria_16S 3461798 3461729 10 79 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

171632 Bacteria_16S 3463321 3463252 10 79 gi|219846600|ref|NR_026192.1| Arthrobacter 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

171632 Bacteria_16S 3464844 3464775 10 79 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 


strain DSM 20545 


16S ribosomal RNA, partial sequence 3464306 34657 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


171632 Bacteria_16S 
strain DSM 20133 


3469415 3469346 10 


79 


gi 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae; 
219846596 


79 Arthrobacter 


Mi 


ref 
48 Arthrobacter 


crococcaceae 
NR_026188.1 


, 


pascens Bacteria; 


Arthrobacter. 
Arthrobacter citreus 


citreus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

171632 Bacteria_16S 3470933 3470864 10 79 gi|219846595|ref|NR_026187.1| Arthrobacter 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 3471862 Arthrobacter 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

171632 Bacteria_16S 3505680 3505611 10 79 gi|219846572|ref|NR_026164.1| Microbacterium barkeri 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 
171632 Bacteria_16S 3507197 3507128 10 79 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 


testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Microbacterium. 
171632 Bacteria_16S 


3508718 3508649 10 


79 


gi 


liquefaciens strain DSM 20638 16S ribosomal RNA, partia 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae 


Microbacteriaceae; 
171632 Bacteria_16S 


Microbacterium. 


3510240 3510171 10 


79 


gi 


19846570 


2 
1 sequence 
7 


219846569 


Actinomyceta 


ref 


les; Microco 


NR_026161.1 


neae; Microbacteriaceae; 


Microbacterium 


5 Microbacterium 
ccineae; 


Microbacterium 


imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 

imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
171632 Bacteria_16S 
strain ATCC 33530 


3519415 3519346 9 78 gi| 219846563 
16S ribosomal RNA, partial sequence 35188 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
171632 Bacteria_16S 4026768 4026699 10 79 gi|219846205 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulfatibacillum. 
171632 Bacteria_16S 4146696 4146627 10 79 gi| 219846116 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
171632 Bacteria_16S 4165217 4165148 10 79 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 


ref|NR_026155.1| Mycoplasma genitalium 
49 3520338 Mycoplasma genitalium 


ref|NR_025795.1| Desulfatibacillum 
4026183 4027706 Desulfatibacillum 
fobacterales; Desulfobacteraceae; 


ref|NR_025706.1| Spiroplasma 
4146134 4147648 Spiroplasma 


171632 Bacteria_16S 4200089 4200020 10 79 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

171632 Bacteria_16S 386468 386396 7 79 gi|265678797|ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 


Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


Sinobacteraceae; 


Hydrocarboniphaga. 


171632 Bacteria_16S 33969 33898 8 79 gi| 265679041 |ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
171632 Bacteria_16S 39756 39685 8 79 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

171632 Bacteria_16S 50463 50392 8 79 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
171632 Bacteria_16S 199554 199483 8 79 gi|265678930|ref|NR_029238.1| Pelobacter 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 


198985 200521 Pelobacter 


acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 


Pelobacter. 


171632 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


171632 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


171632 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


171632 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


171632 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


171632 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


171632 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


171632 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


171632 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


171632 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


171632 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


171632 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


171632 Bacteria_16S 


strain B2 16S rib 
Proteobacteria; G 


171632 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


171632 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


171632 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


171632 Bacteria_16S 


strain GP1l 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


199/55 16S riboso: 
Gammaproteobacter 


171632 Bacteria_16S 


succinus subsp. s 


strain NAFO0O1 16S 
Firmicutes; Bacil 


171632 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


171632 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


Staphylococcus succinus subsp. 
171632 Bacteria_16S 


280321 280250 8 79 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


303086 303017 10 79 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
312304 312233 8 79 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
452800 452729 8 79 gi 
S ribosomal RNA, 
lales; Macrococcus. 
527732 527661 8 79 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
541416 541345 8 79 gi 
CW1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
585420 585349 8 79 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
597403 597332 8 79 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
661222 661151 8 79 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
703522 703451 8 79 gi 


gi 


gi 


ammaproteobacteria; Chromatiales; Chro 
732433 732362 8 79 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
733856 733785 8 79 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
752822 752751 8 79 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
754251 754180 8 79 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
858103 858032 8 79 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
925379 925308 8 79 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
1012933 1012862 8 79 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1014429 1014358 8 79 gi 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
1018966 1018895 8 79 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


1081036 1080965 8 79 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1284892 1284821 8 79 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1286449 1286378 8 79 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 


gi 


171632 Bacteria_16S 


302503 30397 


complete sequence 452220 45376 


596871 59824 


6S ribosomal RNA, partial sequence 702960 70436 


731878 733268 Thioc 


752344 75366 


924822 92631 


1012401 10138 


1013897 1015342 Morax 


succinus Bacteria; 


1080469 10819 


265678873 
quence 
teria; Des 
265678858 


elotrichac 
265678852 

equence 

ylococcus. 
265678752 


265678700 

52719 
nadales; M 
265678691 
ce 54086 


265678662 
58488 


265678654 


matiaceae; 
265678608 
tial seque 
icoccus. 

265678580 


matiaceae; 
265678560 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678544 


oraxellace 
265678543 
ence 75371 
cteriales; 
265678473 
ce 85752 
ibrionales 
265678428 


Desulfoba 
265678369 


oraxellace 
265678368 


raxella. 
265678365 
A, complet 


265678322 


219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 


1289509 1289438 8 79 gi 


Firmicutes; 


ref|NR_029179.1 
279814 281221 
ulfuromonadales; 


ref|NR_029164.1 
eae. 
ref 
3 


NR_029158.1 
11738 313264 


ref |NR_029057.1 


ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref |NR_028996.1 
2 542331 Staphy 


ref |NR_028967.1 
8 586308 Bacill 
ref|NR_028959.1 
Thi 


ref 
nce 


obaca. 
NR_028913.1 
660668 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028864.1 
apsa rosea Bacte 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref |NR_028730.1 


cter 
ref 


aceae; Desul 
NR_028671.1 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 
ella 


ref 
e se 


NR_028667.1 
quence 
Bacillales; 


ref|NR_028624.1 


ref |NR_025644.1 
1284334 128584 


ref |NR_025643.1 
1285891 128739 


219846501 


Geobacter 
Geobacter 
Geobacteraceae; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Staphylococcus 
Staphylococcus 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 

Staphylococcus 
lococcus nepalensis 


Bacillus barbaricus 
us barbaricus Bacteria; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Lamprocystis purpurea 


purpurea Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Acinetobacter baylyi 
baylyi Bacteria; 
ry 

Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 

Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 

Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


ref|NR_026093.1 


Atopobium parvulum 


strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 


171632 Bacteria_16S 1294040 1293969 8 79 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
171632 Bacteria_16S 1318335 1318264 8 79 gi| 228715349 |ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
171632 Bacteria_16S 1319877 1319806 8 79 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
171632 Bacteria_16S 1321419 1321348 8 79 gi| 228715346 |ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
171632 Bacteria_16S 1368554 1368483 8 79 gi|228718692|ref|NR_027575.1| Desulfovibrio 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
171632 Bacteria_16S 1433610 1433539 8 79 gi|224581433|ref|NR_027215.1| Staphylococcus felis 


strain GD521 16S 
Firmicutes; Bacil 


171632 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


171632 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


171632 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


171632 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 


171632 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


171632 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


171632 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


171632 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


171632 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


171632 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


171632 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


171632 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


171632 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


171632 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


171632 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


171632 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1479131 1479060 8 79 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1586288 1586217 8 79 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 

1894145 1894074 8 79 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


et 
oc 


eq 
a; 
1933368 1933297 8 


79 gi 


eltaproteobacteria; Desulfovibrionales; 


1977341 1977270 8 79 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
2061580 2061509 8 79 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2102805 2102734 8 79 gi 

6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2107276 2107205 8 79 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


ib 


1 
te 


e 
ib 


et 
er 


2268293 2268222 8 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2313664 2313593 8 79 gi 
in T8 16S ribosomal RNA, partial seque 
tes; Bacillales; Salinicoccus. 

2415375 2415304 8 79 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


79 gi 


D 


ne 


ue 
a; 
2450247 2450176 8 


79 gi 


lales; Thermoactinomycetaceae; Laceyella 
2451797 2451726 8 79 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2573995 2573924 8 79 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1 
ti 


ue 
ia 


2606298 2606227 8 79 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2721231 2721160 8 79 gi 
rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteob 


nc 
ib 


se 
ac 


171632 Bacteria_16S 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 


occus. 


uence 


ria; 


ia; 


2313 


e 


nce 


nce 


, 


e 2605 


quence 
teria; 


2869469 2869398 8 79 gi 


1433051 14345 


219878381 
e sequen 


219878487 
1585730 15872 


219878268 
Desulfo 


219878239 
16S ribosomal RNA, partial sequence 1932811 19342 
Desulfomicro 
219878210 

19767 
rionales 
219878149 
sequence 
Chr 
219878118 

21022 
rionales 
219878115 
e sequen 
Pseu 


219857554 
2267708 22692 
esulfoba 
219857520 


1 


219857450 
Desulfo 


219857419 
16S ribosomal RNA, partial sequence 2449732 24511 


219857418 
sequence 
nomyceta 
219857285 
Desulf 


219857264 


L 


rionales 
219857174 


s 


25 Staphylococcus felis Bacteria; 


ref|NR_025520.1 
ce 1478573 148010 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Bacillus humi strain 
Bacteria; Firmicutes; 


ref |NR_025626.1 
33 Bacillus humi 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


ref|NR_025407.1 
1893578 189509 
vibrionales; Des 


ref|NR_025378.1| Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 
biaceae; Desulfomicrobium. 
ref|NR_025349.1| Desulfomicrobium 

73 1978275 Desulfomicrobium macestii 

; Desulfomicrobiaceae; Desulfomicrobium. 
ref|NR_025288.1| Lamprocystis 

2061023 2062415 Lamprocystis 
omatiales; Chromatiaceae; Lamprocystis. 
ref|NR_025257.1| Desulfonauticus 

11 2103776 Desulfonauticus submarinus 

; Desulfohalobiaceae; Desulfonauticus. 
ref|NR_025254.1| Alkanindiges 

ce 2106707 2108239 Alkanindiges 
domonadales; Moraxellaceae; 


ref|NR_025142.1| Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_025108.1| Salinicoccus 

25 2314583 Salinicoccus alkaliphilus 


ref|NR_025038.1 
2414827 241631 
vibrionales; Des 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


ref|NR_025006.1| Seinonella 
2451243 2452743 Seinonella 

ceae; Seinonella. 

ref|NR_024916.1| Desulfovibrio 


2573428 25749 
ovibrionales; D 


7 Desulfovibrio 
sulfovibrionaceae; 


5 
e 


ref|NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024802.1 
2720705 272211 
ulfurovum. 


Desulfovibrio 

ovibrio burkinensis 

aceae; Desulfovibrio. 
Sulfurovum 

0 Sulfurovum 


219856878 


ref|NR_024697.1| Bacillus 
2868896 2870426 Bacillus 


weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 


171632 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


171632 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


171632 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 
Staphylococc 


pasteuri Bacteria 


171632 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


171632 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


171632 Bacteria_16S 
delphini strain ATCC 4917 


delphini Bacteria 


171632 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


171632 Bacteria_16S 
arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
Staphylococc 


arlettae Bacteria 


171632 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


171632 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


strain CE2203 16S 
Proteobacteria; G 


171632 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


171632 Bacteria_16S 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


171632 Bacteria_16S 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


171632 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


glomerans strain 
glomerans PW2 Bac 


Coriobacteriaceae; 
171632 Bacteria_16S 
in DSM 2377 16S ribosomal RNA, partial 
Deltaproteobacte 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


171632 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


strain AW 25 16S 
Firmicutes; Bacil 


171632 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


171632 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


2878937 2878866 8 79 gi 
laceae; Bacillus. 

2907772 2907701 8 79 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; 
2909318 2909247 8 


79 gi 


; Firmicutes; 


Bacillales; 
2910862 2910791 8 
n ATCC 4 
ria; Firmicutes; Bacillales; 
2912404 2912333 8 

16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2913948 2913877 8 79 


79 gi 


79 gi 


gi 


; Firmicutes; Bacillales; 
2915491 2915420 8 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 


2917033 2916962 8 79 


79 gi 


gi 


; Firmicutes; 


Bacillales; 
3058140 3058069 8 79 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; 
3160543 3160472 8 


79 gi 


3172600 3172529 8 79 
ribosomal RNA, partial sequence 


gi 


3303040 3302969 8 
6S ribosomal RNA, 
lales; Salinicoccus. 

3379148 3379077 8 


79 gi 


79 gi 


3398740 3398669 8 79 gi 


3438853 3438782 8 79 gi 


3496728 3496657 8 79 gi 
teria; Actinobacteria; 
Coriobacterium. 


3520945 3520874 8 


’ 


79 gi 


eria; Proteobacteria; 


3797683 3797612 8 79 
ibosomal RNA, partial sequence 


gi 


3844785 3844714 8 79 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 


gi 


171632 Bacteria_16S 


Staphylococ 


3809 16S ribosomal RNA, partia 
Staphyloc 


1 16S ribosomal RNA, partial s 
Staphylococc 


Gammaproteobacter 


NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
171632 Bacteria_16S 


219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 


219856851 
sequence 
cus. 
219856850 
quence 
us 

219856849 
1 
occus. 

219856848 
29118 


219856847 
equence 
us 

219856846 
29149 


219856845 
equence 
us 
219846883 
sequence 


ia; 


219846815 
ce 31599 
omonadales 
219846806 


3172065 31735 
ammaproteobacteria; Chromatiales; Chro 


matiaceae; 
219846719 


complete sequence 3302462 33040 


219846663 
equence 
a; 


219846646 
sequence 
Actinomyc 


219846617 


somal RNA, partial sequence 3438312 3439771 Acine 
ammaproteobacteria; Pseudomonadales; M 
171632 Bacteria_16S 
DSM 20642 16S ribosomal RNA, partial s 
Coriobacteridae 


oraxellace 
219846578 
equence 

; Coriobac 
219846562 
sequence 
ria; Desul 


219846364 


3797117 37986 
ammaproteobacteria; Thiotrichales; Pis 
171632 Bacteria_16S 


ciricketts 
219846332 


3844228 38456 


3886007 3885936 8 79 gi|219846305|ref|NR_025895.1 
train GS-15 16S ribosomal RNA, partial sequence 3885428 388697 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadale 

4064606 4064535 8 79 gi|219846176|ref|NR_025766.1 
S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 

4224436 4224365 8 79 gi|219846055|ref|NR_025645.1 


hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 


hispanicus Bacter 


ia; Firmicutes; Bacillales; 


Salinicoccus. 


sequence 


Aeromo 


Desulfo 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref|NR_026475.1 
3057592 305905 
nadales; Succini 


ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026398.1 


Thiorhodococcus 
ref |NR_026311.1 
04 Salinicoccus 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


NR_026238.1 
3398202 339968 
etales; Micrococ 


ref 
toba 


NR_026209.1 
cter lwoffii 
ae; Acinetobacte 
ref|NR_026170.1 

3496207 349764 
teriales; Coriob 


ref|NR_026154.1 
3520389 352188 
furomonadales; P 
ref|NR_025955.1 


iace 
ref 


ae; Cyclocla 
NR_025922.1 


s: 


Bacillus flexus strain 
ria; Firmicutes; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Desulfuromonas 

uromonas thiophila 

aceae; Desulfuromonas. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Salinicoccus roseus 


roseus Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Acinetobacter lwoffii 
Bacteria; 
Ges 

Coriobacterium 
1 Coriobacterium 
acterineae; 


Pelobacter 
2 Pelobacter 


elobacteraceae; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Geobacter 
3 Geobacter 
; Geobacteraceae; 
Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 


4223876 422538 


Salinicoccus 
3 Salinicoccus 


171632 Bacteria_16S 27749 27687 17 79 gi| 265679045 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
171632 Bacteria_16S 88073 88011 17 79 gi| 265679004 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 
171632 Bacteria_16S 231705 231643 8 70 gi| 265678908 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriacea 
171632 Bacteria_16S 397126 397057 10 79 gi| 265678790 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Cellulomonadaceae; Cellulomonas. 
171632 Bacteria_16S 440514 440448 13 79 gi| 265678761 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 44147 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; M 
171632 Bacteria_16S 443564 443502 17 79 gi| 265678759 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacterial 
171632 Bacteria_16S 626322 626260 8 70 gi| 265678634 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 62729 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 
171632 Bacteria_16S 745910 745876 45 79 gi| 265678549 
strain 4N13 16S ribosomal RNA, partial sequence 745469 74679 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
171632 Bacteria_16S 750035 750001 45 79 gi| 265678546 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseud 
Acinetobacter. 
171632 Bacteria_16S 751410 751376 45 79 gi| 265678545 
strain AB1110 16S ribosomal RNA, partial sequence 750969 75229 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
171632 Bacteria_16S 864252 864190 17 79 gi| 265678469 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacte 


171632 Bacteria_16S 976214 976152 17 79 gi| 265678393 
strain SS-2 16S ribosomal RNA, partial sequence 975693 97713 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiracea 
171632 Bacteria_16S 979153 979091 17 79 gi| 265678391 
strain II-2 16S ribosomal RNA, partial sequence 978631 98004 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiracea 


171632 Bacteria_16S 982183 982117 13 79 gi| 265678389 
strain BARC318 16S ribosomal RNA, complete sequence 981620 98314 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; E 
171632 Bacteria_16S 1028168 1028106 17 79 gi| 265678359 
strain IC166 16S ribosomal RNA, partial sequence 1027642 10290 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
171632 Bacteria_16S 1072196 1072134 17 79 gi| 265678329 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial seque 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobac 
Vitellibacter. 
171632 Bacteria_16S 1173450 1173388 17 79 gi| 228719222 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 11729 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Fl 
171632 Bacteria_16S 1268538 1268468 9 79 gi| 219846421 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Des 
Desulfuromonas. 
171632 Bacteria_16S 1278853 1278787 13 79 gi| 219846093 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 12798 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; M 
171632 Bacteria_16S 1544192 1544130 17 79 gi| 219857262 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 15451 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
171632 Bacteria_16S 1831444 1831382 8 70 gi| 219878315 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 18324 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 
171632 Bacteria_16S 1872524 1872490 45 79 gi| 219878286 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 18734 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


ref |NR_029353.1| Coenonia anatina 
Coenonia anatina Bacteria; 
; Coenonia. 
ref|NR_029312.1| Capnocytophaga 
87607 88985 Capnocytophaga 
les; Flavobacteriaceae; Capnocytophaga. 
ref|NR_029216.1| Propionigenium 
231154 232668 Propionigenium 
e; Propionigenium. 
ref|NR_029095.1] Cellulomonas 
396579 398094 Cellulomonas 
cetales; Micrococcineae; 


ref|NR_029066.1| Mesoplasma photuris 
6 Mesoplasma photuris Bacteria; 
esoplasma. 
ref|NR_029064.1| Croceibacter 

443005 444493 Croceibacter 
es; Flavobacteriaceae; Croceibacter. 
ref|NR_028939.1| Ilyobacter tartaricus 
0 Ilyobacter tartaricus Bacteria; 


ref|NR_028853.1| Acinetobacter tandoii 
3 Acinetobacter tandoii Bacteria; 
ae; Acinetobacter. 
ref|NR_028850.1| Acinetobacter 

749594 750918 Acinetobacter 
omonadales; Moraxellaceae; 


ref|NR_028849.1| Acinetobacter towneri 
3 Acinetobacter towneri Bacteria; 
ae; Acinetobacter. 
ref|NR_028772.1| Muricauda 

863710 865135 Muricauda 
riales; Flavobacteriaceae; Muricauda. 
ref|NR_028695.1| Lewinella nigricans 
0 Lewinella nigricans Bacteria; 
e; Lewinella. 
ref|NR_028693.1| Lewinella cohaerens 
8 Lewinella cohaerens Bacteria; 
e; Lewinella. 
ref|NR_028691.1| Entomoplasma freundtii 
1 Entomoplasma freundtii Bacteria; 
ntomoplasma. 
ref|NR_028661.1| Cellulophaga algicola 
54 Cellulophaga algicola Bacteria; 
; Cellulophaga. 
ref|NR_028631.1| Vitellibacter 
nce 1071687 1073086 Vitellibacter 
teriales; Flavobacteriaceae; 


ref|NR_027581.1| Capnocytophaga 

00 1174354 Capnocytophaga ochracea DSM 

avobacteriaceae; Capnocytophaga. 

ref|NR_026012.1] Desulfuromonas 
1267974 1269475 Desulfuromonas 

ulfuromonadales; Desulfuromonadaceae; 


ref|NR_025683.1| Mesoplasma corruscae 
03 Mesoplasma corruscae Bacteria; 
esoplasma. 
ref|NR_024893.1| Arenibacter latericius 
00 Arenibacter latericius Bacteria; 
; Arenibacter. 
ref|NR_025454.1| Ilyobacter insuetus 
07 Ilyobacter insuetus Bacteria; 


ref|NR_025425.1| Acinetobacter parvus 
90 Acinetobacter parvus Bacteria; 
ae; Acinetobacter. 


171632 Bacteria_16S 1887970 1887936 45 79 gi| 219878273 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 


ref|NR_025412.1| Acinetobacter 
1887472 1888937 Acinetobacter 


schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


171632 Bacteria_ 


strain LUH 3792Ty 
Proteob 


Bacteria; 
171632 Bacteria_ 


Soel 16S ribosoma 
Gammaproteobacter 


171632 Bacteria_ 


strain Ll 16S rib 
Tenericutes; Moll 


171632 Bacteria_ 


troitsensis strain KMM 3674 16S ribosomal RNA, partial 
troitsensis Bacteria; 


171632 Bacteria_ 


SPS-17 16S ribosomal 
Deinococci; 


Thermus; 
171632 Bacteria_ 


strain DSM 9537 1 
Fus 


Fusobacteria; 
171632 Bacteria_ 


radioresistens DS 
Proteob 


Bacteria; 
171632 Bacteria_ 
strain DSM 6964 1 
Proteobacteria; 


Acinetobacter. 


171632 Bacteria_16S 


baumannii strain 


baumannii Bacteri 
171632 Bacteria_16S 
lacticum strain D 
lacticum Bacteria 


Microbacterium. 


171632 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


171632 Bacteria_16S 
strain GIH 16S ri 


Tenericutes; Moll 


171632 Bacteria_16S 
strain VIS 16S ri 


Tenericutes; Moll 


171632 Bacteria_16S 
apsheronum strain 
Proteob 
171632 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
171632 Bacteria_16S 
franzmannii strai 
Bactero 
171632 Bacteria_16S 


Bacteria; 


Bacteria; 


strain KMM 3941 1 
Bacteroidetes; Fl 


171632 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


171632 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


171632 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


171632 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


171632 Bacteria_16S 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


sabaudiense Bacte 


G 
171632 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 


16S 1913344 1913310 45 79 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
16S 2089021 2088987 45 79 gi 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
16S 2287982 2287916 13 79 gi 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; 
16S 2737881 2737819 17 


79 gi 


Fla 
gi 


Bacteroidetes; Flavobacteria; 
3018491 3018425 10 76 

RNA, partial sequence 

Thermales; Thermaceae; 
3391235 3391173 8 


16S 


Thermus. 


16S 70 


gi 
obacteriales; Fusobacteriaceae; Propio 
16S 3437307 3437273 45 79 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
16S 3440326 3440292 45 79 gi 


ammaproteobacteria; Pseudomonadales; M 
3441835 3441801 45 79 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


e 


3443345 3443311 45 79 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria; 
3511762 3511693 10 79 gi 

SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


v 


3605034 3604972 17 79 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; Flavobact 


3686895 3686829 13 79 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
3688412 3688346 13 79 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3698936 3698866 8 78 gi 
1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3774993 3774927 13 79 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3793139 3793077 17 79 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
4093432 4093370 17 79 gi 


gi 


Ss; 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
4114465 4114403 17 79 
6S ribo 
avobacteria; Flavobacteriales; 
4118949 4118883 13 79 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4135733 4135667 13 79 gi 
rain MQ-4 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; 
4137298 4137232 13 79 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4140430 4140364 13 


Flavoba 
gi 


gi 


Spiroplasma 
79 gi 


ria; Tenericutes; Mollicutes; 


219878253 


na 
219878130 
2088549 2089942 Nevsk 
Ne 
219857540 
2287434 22889 
Entomoplasmat 
219857162 
se 
vo 
219846911 
3017969 3019430 Thermus o 


219846651 
6S ribosomal RNA, partial sequence 3390715 33921 
ni 
219846618 
en 
na 
219846616 
6S ribosomal RNA, partial sequence 3439822 344 
or 
219846615 


ri 


219846614 
se 


219846568 


qu 
ti 


219846503 
se 
er 


219846446 
3686364 36878 


219846445 
3687881 36893 


219846437 
nc 
ib 
219846380 
ue 
smataceae; 
219846368 

nc 


219846157 
6S ribosomal RNA, partial sequence 4092900 40 
eriac 
219846141 


ct 


somal RNA, partial sequence 4113936 41 
eriac 
219846138 


ct 


4118405 41 
Entomoplasmat 
219846123 
equence 
Entomop 
219846122 
4136739 41 


taceae; 


ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025269.1 
ia ramosa Bacter 


19128 
dales; M 


vskia. 
ref|NR_025128.1 


aceae; Mesoplasma. 
ref|NR_024790.1 

2737379 273875 
les; Flavobacter 
ref|NR_026503.1 


shimai Bacte 


quence 
bacteria 


ref |NR_026243.1 
genium. 
ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
omonadales; Mora 


ce 343 
dales; 


68 
M 


12 


axellace 


ce 
ud 


sequen 
a; Pse 


ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


quence 
Pseudomo 


ence 
nomyceta 


ref|NR_026095.1 
3604483 360597 
obacteriales; Fl 


quence 
ia; Flav 


ref |NR_026037.1 


ref |NR_026036.1 


ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref|NR_025747.1 


e 36983 
rionales 


nce 


37926 
Flavoba 


e 


943 
eae 


, Ar 
ref 


enibacter. 

NR_025731.1 
153 
eae 


; Ul 
ref 


vibacter. 

NR_025728.1 
199 
M 


‘ lasma. 


NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


aceae e€SoOp 


ref 


rs 


lasmatales; 
ref 
382 


Spiroplasma. 


219846120 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Nevskia ramosa strain 
ia; Proteobacteria; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Thermus oshimai strain 
ria; Deinococcus- 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter junii 
junii Bacteria; 
r. 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 

9 Acinetobacter 

laceae; Acinetobacter. 
Microbacterium 

9 Microbacterium 

eae; Microbacteriaceae; 


Capnocytophaga 
1 Capnocytophaga 


avobacteriaceae; 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Mycoplasma 

7 Mycoplasma 


Polaribacter 

bacter franzmannii 
ribacter. 

Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


ref|NR_025710.1 
4139871 414138 
Spiroplasmatace 


Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 


171632 Bacteria_16S 4141995 4141929 13 79 gi|219846119|ref|NR_025709.1 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 41429 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
171632 Bacteria_16S 4143560 4143494 13 79 gi|219846118|ref|NR_025708.1 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 41445 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
171632 Bacteria_16S 4145126 4145060 13 79 gi|219846117|ref|NR_025707.1 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 414608 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 
171632 Bacteria_16S 4149823 4149757 13 79 gi|219846114|ref|NR_025704.1 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 41507 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
171632 Bacteria_16S 4151378 4151312 13 79 gi| 219846113 |ref|NR_025703.1 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 41521 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
171632 Bacteria_16S 4152806 4152740 13 79 gi|219846112|ref|NR_025702.1 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 41537 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
171632 Bacteria_16S 4154372 4154306 13 79 gi|219846111|ref|NR_025701.1 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 41553 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
171632 Bacteria_16S 4155937 4155871 13 79 gi|219846110|ref|NR_025700.1 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 41568 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
171632 Bacteria_16S 4159069 4159003 13 79 gi|219846108|ref|NR_025698.1 
strain CCH 16S ribosomal RNA, partial sequence 4158509 41600 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
171632 Bacteria_16S 4160634 4160568 13 79 gi| 219846107 |ref|NR_025697.1 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 416159 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
171632 Bacteria_16S 4163664 4163598 13 79 gi|219846105|ref|NR_025695.1 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 41646 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
171632 Bacteria_16S 4174345 4174279 13 79 gi| 219846097 |ref|NR_025687.1 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 417528 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmata 
171632 Bacteria_16S 4180498 4180432 13 79 gi|219846092|ref|NR_025682.1 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 41814 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
171632 Bacteria_16S 4185001 4184935 13 79 gi|219846086|ref|NR_025676.1 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 41859 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
171632 Bacteria_16S 4225962 4225900 17 79 gi| 219846051 |ref|NR_025641.1 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 42268 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
171632 Bacteria_16S 4227434 4227372 17 79 gi|219846050|ref|NR_025640.1 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 42283 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
171632 Bacteria_16S 4228906 4228844 17 79 gi|219846049|ref|NR_025639.1 
strain SW49 16S ribosomal RNA, partial sequence 4228378 42297 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
171632 Bacteria_16S 65689 65620 10 79 gi|265679020|ref|NR_029328.1 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellacea 
171632 Bacteria_16S 77653 77584 10 79 gi|265679012|ref|NR_029320.1 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfospira. 

171632 Bacteria_16S 98885 98816 10 79 gi| 265678997 |ref|NR_029305.1 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbacea 
171632 Bacteria_16S 106548 106479 10 79 gi| 265678991 |ref|NR_029299.1 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
171632 Bacteria_16S 109497 109428 10 79 gi| 265678989 |ref|NR_029297.1 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
171632 Bacteria_16S 112612 112543 10 79 gi| 265678987 |ref|NR_029295.1 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 11359 

Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntroph 
171632 Bacteria_16S 118831 118762 10 79 gi| 265678983 |ref|NR_029291.1 


cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 


e: 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 

3 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


49 Entomoplasma luminosum Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


Bogoriella. 
Desulfospira 
Desulfospira 
sulfobacteraceae; 


’ 


Desulfobulbus 
obulbus elongatus 
e; Desulfobulbus. 
Acetohalobium 
Acetohalobium 
Acetohalobium. 
Kocuria varians strain 
ria; Actinobacteria; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


uS. 


118321 119772 


Cellulosimicrobium 
Cellulosimicrobium 


cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 


171632 Bacteria_16S 
strain CE40 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 
strain R-10 16S ribosomal RNA, 
Bacteroidetes; 
171632 Bacteria_16S 
strain 27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 
strain ST50 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


171632 Bacteria_16S 141630 141561 10 79 gi 
succinoxidans strain Gylac 16S ribosomal RNA, partial s 
succinoxidans Bacteria; Proteobacteria; Deltaproteobact 


Desulfuromusa. 
171632 Bacteria_16S 
strain Kysw2 16S 
Proteobacteria; 
171632 Bacteria_16S 
strain W6 16S ribosomal RNA, partial sequence 
Clostridia; 
171632 Bacteria_16S 
formicaceticum strain Al 16S ribosomal RNA, partial seq 
formicaceticum Bacteria; 
171632 Bacteria_16S 
strain 113-1 16S 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
171632 Bacteria_16S 
strain A30 16S ribosomal RNA, partial sequence 
Proteobacteria; 
171632 Bacteria_16S 
strain DSM 20475 


Firmicutes; 


Firmicutes; 


subsp. 


Bacteria; 


171632 Bacteria_16S 


rifamycini Bacteria; Actinobacteria; Acti 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 
171632 Bacteria_16S 
strain Hbl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
171632 Bacteria_16S 
vibrioformis strain B54 16S ribosomal RNA, 
vibrioformis Bacteria; 
Desulfobacter. 
171632 Bacteria_16S 
rhabdoformis strain M16 16S ribosomal RNA, partial sequ 
Proteobacteria; Deltaproteobacteria; Desulfob 
171632 Bacteria_16S 
strain R85-13-6 1 
Proteobacteria; 
171632 Bacteria_16S 
strain 70-159 16S 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
171632 Bacteria_16S 
subtile strain F395 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
171632 Bacteria_16S 
strain YIM 70081 


123422 123353 10 79 gi 
Micr 
132524 132455 10 79 gi 
complete sequence 

Sphingobacteria; Sphingobacteriales; 


137039 136970 10 79 


Rho 
gi 


Micr 


140127 140058 10 79 gi 


Micr 


143113 143044 10 79 

ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales 
150623 150554 10 79 gi 


gi 


Clostridiales; Clostridiaceae; 


155299 155230 10 79 gi 


Clostr 
gi 


Firmicutes; Clostridia; 
185795 185726 10 79 

ribosomal RNA, partial sequence 
196456 196384 7 


79 gi 


224234 224165 10 79 gi 
Clostridiales; Peptococcaceae; 
268218 268149 10 719 gi 


strain INA 1349 16S ribosomal RNA, pa 


275816 275747 10 79 gi 
Epsilonproteobacteria; Campylobacterale 
283389 283320 10 79 gi 
complete seq 


Proteobacteria; Deltaproteobacte 


284933 284864 10 79 gi 


295590 295521 10 79 gi 
Epsilonproteobacteria; Campylobacterale 
301563 301494 9 78 gi 


ribosomal RNA, partial sequence 


335298 335229 10 79 gi 


Bifidobacte 


359204 359135 10 79 gi 


360750 360681 10 79 gi 


368164 368095 10 79 gi 


Streptomyces. 


16S ribosomal RNA, partial sequence 358665 360154 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 
sandarakina strain YIM 70009 16S ribosomal RNA, partial 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; 
Nesterenkonia. 
171632 Bacteria_16S 
castelarensis strain BJ-608 16S ribosomal RNA, partial 
castelarensis Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; 


265678980 
ococcineae; 
265678974 
265678971 


ococcineae; 
265678969 


ococcineae; 
265678968 
equence 


eria; 


265678967 


265678939 


265678932 


265678913 


Peptococcus. 
265678881 


265678876 


265678871 
uence 
ria; 


265678870 
ence 284384 
acterales; 
265678863 


265678859 


265678809 
sequence 


389443 389374 10 79 gi 


265678795 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 


ref 
122905 124298 


ref 
131953 133495 
dothermaceae; 
ref 
136495 138004 


ref 
139582 141058 


ref 
Desulfuromonadales; 


ref 
142594 144031 
; Desulfuromonadaceae; 


ref 
16S ribosomal RNA, partial sequence 223682 225074 
Clostridia; 
171632 Bacteria_16S 

rifamycini 
cremea subsp. 


ref 
rtial sequence 267723 
nobacteridae; 


ref 
275297 276761 
s; Helicobacteraceae; 
ref 


ref 


Desulfobulbaceae; 
ref 
6S ribosomal RNA, partial sequence 295056 296536 
s; Helicobacteraceae; 
ref 
300996 302452 


Actinomycetales; 


ref 


NR_029288.1| Cellulomonas hominis 
Cellulomonas hominis Bacteria; 
Cellulomonadaceae; Cellulomonas. 
NR_029282.1| Rhodothermus marinus 
Rhodothermus marinus Bacteria; 
Rhodothermus. 
NR_029279.1| Oerskovia turbata 
Oerskovia turbata Bacteria; 
Cellulomonadaceae; Oerskovia. 
NR_029277.1] Sanguibacter inulinus 
Sanguibacter inulinus Bacteria; 
Sanguibacteraceae; Sanguibacter. 
NR_029276.1| Desulfuromusa 

141109 142543 Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
Desulfuromusa. 


NR_029275.1 
Desulfuromusa 


265678962|ref|NR_029270.1| Clostridium litorale 
150066 151566 Clostridium litorale Bacteria; 

Clostridium. 

265678959|ref|NR_029267.1| Clostridium 

uence 154728 156242 Clostridium 


idiales; Clostridiaceae; Clostridium. 
ref 
185230 186748 
elotrichaceae. 
ref 
195893 197354 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 


NR_029247.1| Clostridium ramosum 
Clostridium ramosum Bacteria; 


NR_029240.1| Methylomicrobium agile 
Methylomicrobium agile Bacteria; 


NR_029221.1| Peptococcus niger 
Peptococcus niger Bacteria; 


Actinomadura cremea 
269132 Actinomadura 
Actinomycetales; 


NR_029187.1 


NR_029182.1| Helicobacter bilis 
Helicobacter bilis Bacteria; 
Helicobacter. 
NR_029177.1| Desulfobacter 
282818 284333 Desulfobacter 


Desulfobacterales; Desulfobacteraceae; 


NR_029176.1| Desulfobulbus 

285824 Desulfobulbus rhabdoformis 
Desulfobulbus. 
NR_029169.1| Helicobacter mustelae 
Helicobacter mustelae Bacteria; 
Helicobacter. 

NR_029165.1| Mycoplasma pirum 
Mycoplasma pirum Bacteria; 


265678834 |ref|NR_029139.1| Bifidobacterium 
334755 336267 Bifidobacterium subtile 
riales; Bifidobacteriaceae; Bifidobacterium. 
265678815|ref|NR_029120.1| Nesterenkonia lutea 
Nesterenkonia lutea Bacteria; 
ococcineae; Micrococcaceae; Nesterenkonia. 
265678814|ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 


Micrococcineae; Micrococcaceae; 


Streptomyces 
Streptomyces 


e; Actinomycetales; Streptomycineae; 


NR_029100.1| Myceligenerans 
388894 390431 Myceligenerans 


xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonospora 


ceae; Myceligenerans. 


171632 Bacteria_16S 403321 403252 10 79 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

171632 Bacteria_16S 404864 404795 10 79 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

171632 Bacteria_16S 406421 406352 10 79 gi| 265678784 |ref|NR_029089.1| Xylanibacterium ulmi 


strain XILO8 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Xylanibacterium. 


171632 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


171632 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


171632 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


171632 Bacteria_16S 


strain QH3A7 16S 
Actinobacteria; A 


171632 Bacteria_16S 


flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 


171632 Bacteria_16S 


strain LV3 16S ri 
Actinobacteria; A 


171632 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


171632 Bacteria_16S 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


171632 Bacteria_16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


171632 Bacteria_16S 


strain CMS90 16S 
Actinobacteria; A 


171632 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


171632 Bacteria_16S 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


171632 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


171632 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


171632 Bacteria_16S 


strain AC 615 16S 
Actinobacteria; A 


ribosomal RNA, complete sequence 


Micr 
426583 426514 10 79 gi 
ain YIM70097 16S ribosomal RNA, partia 


teria; Actinobacteria; Actinobacterida 
esterenkonia. 


ribosomal RNA, complete sequence 


ibosomal RNA, partial sequence 


171632 Bacteria_16S 


405881 40739 
ococcineae 


265678770 


1 sequence 
e; Actinomycet 


488917 49045 


581868 58337 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 


3 Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


, 


ref|NR_029075.1 
426041 427535 
ales; Microc 


Nesterenkonia 
Nesterenkonia 
occineae; 


429670 429601 10 79 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 

in YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
442057 441988 10 79 gi|265678760|ref|NR_029065.1| Bifidobacterium 

strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 

Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
489482 489413 10 79 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


ctinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

553648 553579 10 79 gi| 265678683 |ref|NR_028988.1| Streptomyces 
in CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

564418 564349 10 79 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
bosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 

582430 582361 10 79 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


600314 600245 10 79 gi|265678652|ref|NR_028957.1| Streptomyces 
rain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

641627 641558 10 79 gi|265678623|ref|NR_028928.1| Nesterenkonia 
rain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
esterenkonia. 

646325 646256 10 79 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

647856 647787 10 79 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
somal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 

Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

656637 656568 10 79 gi|265678612|ref|NR_028917.1| Streptomyces 
s strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
s Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

748659 748626 46 79 gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
ibosomal RNA, partial sequence 748219 749543 Acinetobacter bouvetii Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

778855 778786 10 79 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 

781904 781835 10 79 gi|265678524|ref|NR_028828.1| Xylanimonas 
train XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Xylanimonas. 

838444 838375 10 79 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 

ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 

853405 853336 10 79 gi| 265678477 |ref|NR_028780.1| Desulforegula 


852834 854357 Desulforegula 


conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulforegula. 


171632 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


171632 Bacteria_16S 


marinus subsp. pa 


Prochlorococcacea 


865733 865664 10 79 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


879114 879081 7 40 gi 
storis strain PCC 9511 16S ribosomal R 


e; Prochlorococcus. 


265678468 
sequence 
cteria; Ca 
265678459 


NA, partial 


ref 
865186 86667 
mpyl 


ref 


se 


NR_028771.1 
4 


obacterales; 


NR_028762.1 
quence 


171632 Bacteria_16S 971642 971573 10 79 gi| 265678396 |ref|NR_028698.1 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campyl 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
171632 Bacteria_16S 994724 994655 10 79 gi| 265678381 |ref|NR_028683.1 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Acidaminobacter. 

171632 Bacteria_16S 1076519 1076450 10 79 gi| 265678325 |ref|NR_028627.1 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 10774 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteracea 
171632 Bacteria_16S 1085529 1085460 10 79 gi|265678319|ref|NR_028621.1 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
171632 Bacteria_16S 1090196 1090127 10 79 gi|265678316|ref|NR_028618.1 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


171632 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


171632 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


171632 Bacteria_16S 


strain DF-32 16S 


Actinobacteria; Actinoba 


Microbispora. 


171632 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


171632 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


171632 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 
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171632 Bacteria_16S 1307586 1307517 10 79 gi|228721493|ref|NR_027616.1| Streptomyces 

thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 

Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

171632 Bacteria_16S 1333688 1333619 10 79 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 

strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 

Beutenbergia. 

171632 Bacteria_16S 1341251 1341182 10 79 gi|228721140|ref|NR_027603.1| Desulfitobacterium 


hafniense strain DCB-2 16S ribosomal RNA, partial sequence 


DCB-2 Bacteria; F 


irmicutes; Clostridia; Clostridiales; 


Desulfitob 


1340674 1342203 Desulfitobacterium hafniense 
Peptococcaceae; 


acterium. 


171632 Bacteria_16S 1345918 1345849 10 79 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
171632 Bacteria_16S 1348990 1348921 10 79 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 
171632 Bacteria_16S 1398609 1398540 10 79 gi|228715357|ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
171632 Bacteria_16S 1425834 1425765 10 79 gi|224581441|ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1427399 1427330 10 79 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1432076 1432007 10 79 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
171632 Bacteria_16S 1447489 1447420 10 79 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 
171632 Bacteria_16S 1460842 1460773 10 79 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
171632 Bacteria_16S 1463955 1463886 10 79 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
171632 Bacteria_16S 1488268 1488199 10 79 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1497294 1497225 10 79 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
171632 Bacteria_16S 1501700 1501631 10 79 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 
171632 Bacteria_16S 1504745 1504676 10 79 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
171632 Bacteria_16S 1516720 1516651 10 79 gi|219873435|ref|NR_025194.1| Desulfotignum 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 1517596 Desulfotignum 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfotignum. 
171632 Bacteria_16S 1527347 1527278 10 79 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
171632 Bacteria_16S 1528851 1528782 10 79 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 
171632 Bacteria_16S 1530359 1530290 10 79 gi|219857433|ref|NR_025021.1]| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
171632 Bacteria_16S 1534894 1534825 10 79 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
171632 Bacteria_16S 1589362 1589293 10 79 gi|219878485|ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1590910 1590841 10 79 gi|219878484|ref|NR_025623.1| Streptomyces 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


1590391 159188 


8 Streptomyces 


Streptomycineae; 


171632 Bacteria_16S 1592458 1592389 10 79 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1594004 1593935 10 79 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1595551 1595482 10 79 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1597099 1597030 10 79 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1598647 1598578 10 79 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1600195 1600126 10 79 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1601743 1601674 10 79 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1604848 1604779 10 79 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

171632 Bacteria_16S 1606389 1606320 10 79 gi|219878472|ref|NR_025611.1| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 


171632 Bacteria_16S 1668640 1668571 10 79 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
171632 Bacteria_16S 1680728 1680659 10 79 gi|219878421|ref|NR_025560.1| Vulcanithermus 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

171632 Bacteria_16S 1746394 1746325 10 79 gi|219878376|ref|NR_025515.1| Actinomadura 


namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
171632 Bacteria_16S 1747921 1747852 10 79 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 
171632 Bacteria_16S 1760128 1760059 10 79 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
171632 Bacteria_16S 1761649 1761580 10 79 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
171632 Bacteria_16S 1763171 1763102 10 79 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
171632 Bacteria_16S 1775022 1774953 10 79 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


171632 Bacteria_16S 1781207 1781138 10 79 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 

171632 Bacteria_16S 1805446 1805377 10 79 gi|219878332|ref|NR_025471.1| Oerskovia 


paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 
171632 Bacteria_16S 1806984 1806915 10 79 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
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171632 Bacteria_16S 1931911 1931842 10 


radicidentis strain CCUG 36733 16S ribosomal RNA, partial 
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Actinomycetaceae; Actinomyces. 

171632 Bacteria_16S 1934852 1934783 10 
strain CHOO1A 16S 
Proteobacteria; 
171632 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
171632 Bacteria_16S 
phenolica strain 
Bacteria; 
171632 Bacteria_16S 


1948598 1948529 10 


1975784 1975715 10 


2056954 2056885 10 


somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
171632 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
171632 Bacteria_16S 
strain DSM 43030 


Streptomyces. 
2058493 2058424 10 


Streptomyces. 
2110356 2110287 10 


171632 Bacteria_16S 2236059 2235990 10 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


thiodismutans Bacteria; 
Desulfonatronum. 
171632 Bacteria_16S 


Proteobacteria; 


2237568 2237499 10 


californiensis strain APO 16S ribosomal RNA, partial sequence 
Clostridia; 


californiensis Bacteria; Firmicutes; 
171632 Bacteria_16S 2246585 2246516 10 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
171632 Bacteria_16S 


Streptomyces. 
2248162 2248093 10 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
171632 Bacteria_16S 
strain MIT 97-507 
Proteobacteria; 
171632 Bacteria_16S 
strain DSM43926 1 


Streptomyces. 
2292546 2292477 10 


2309098 2309029 10 


171632 Bacteria_16S 2310615 2310546 10 


79 


79 


ribosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterales; 


79 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


79 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


79 


79 


strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


79 


16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 


79 


79 


79 


79 


79 


5c 16S ribosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterales; 


79 


6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 


79 


strain A290 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


171632 Bacteria_16S 2328736 2328667 10 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 
171632 Bacteria_16S 2331779 2331710 10 
canadensis strain 


Helicobacter. 
171632 Bacteria_16S 
pachnodae strain 


2513613 2513544 10 


Xylanimicrobium. 
171632 Bacteria_16S 
hyointestinalis subsp. 


2525715 2525646 10 


79 


79 


NLEP-16143 16S ribosomal RNA, partial 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


79 


VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


79 


gi|219878240 


gi|219878238 
1934336 19357 
gi|219878229 


219878211 
19752 


gi 


219878153 
sequence 
Actinomyc 


gi 


219878152 
sequence 


gi 


gi| 219873436 
Streptomycinea 
gi| 219857575 


Desu 


gi|219857574 
Clostridiales; C 
gi| 219857568 


gi|219857567 


219857536 
22920 

Helicob 

219857523 


gi 


gi 


Streptosporang 
gi| 219857522 
2310109 23115 

Streptosporang 


219857510 
sequenc 
Actinomyc 


gi 


219857508 
sequence 
Campy 


gi 


219857368 
25130 
Micr 


gi 


Actinomycetales; 
sequence 1931360 193276 


Actinomycetales; 


Campylobacteraceae; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_025379.1 


ref |NR_025377.1 
49 Campylobacter 
ref |NR_025368.1 


ref|NR_025350.1 


ref|NR_025292.1 
2056438 205792 
etales; 


ref|NR_025291.1 
2057971 205946 


ref|NR_025250.1 
30 Streptomyces 
e; 
ref|NR_025163.1 

2235498 223697 
lfovibrionales; 


ref|NR_025162.1 
2237029 223848 
lostridiaceae; 
ref|NR_025156.1 
2246040 224756 


ref|NR_025155.1 
2247616 224914 
Strept 


ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025111.1 


ineae; Streptosp 
ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomon 


ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


ref|NR_025096.1 
2331268 233272 
lobacterales; He 


ref|NR_024956.1 
94 2514560 Xylani 
ococcineae; 


gi| 219857360 


ref|NR_024948.1 


lawsonii strain CHY5 16S ribosomal RNA, partial sequence 


Actinomycineae; 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Microbacterium 


1948071 1949550 Microbacterium 
Micrococcineae; Microbacteriaceae; 


Desulfobacula 


15 1976722 Desulfobacula phenolica 
Desulfobacteraceae; 


Desulfobacula. 
Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces humiferus 


humiferus Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Desulfonatronum 

8 Desulfonatronum 
Desulfonatronumaceae; 


Tindallia 
3 Tindallia 


Tindallia. 


Streptomyces 
5 Streptomyces 


Streptomycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Microbacterium 
4 Microbacterium 
cineae; 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Campylobacter 
2525204 2526622 


Campylobacter hyointestinalis subsp. 


Campylobacterales 


171632 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


171632 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


171632 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 


strain SEBR 4211 
Firmicutes; Clost 


171632 Bacteria_16S 


strain JCM 3151 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


171632 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


171632 Bacteria_16S 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


171632 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


171632 Bacteria_16S 


strain Al-3 16S r 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


171632 Bacteria_16S 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


171632 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


171632 Bacteria_16S 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


171632 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


171632 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


171632 Bacteria_16S 


strain JCM 3166 1 
Actinobacteria; A 
Planobispora. 


171632 Bacteria_16S 


parontospora subs 


Actinomycetales; 


171632 Bacteria_16S 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 


Planomonospora parontospora subsp. 


Campylobacteraceae; Campylobacter. 

2563241 2563172 10 79 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


’ 


ia 
ac 


2564749 2564680 10 79 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2577109 2577040 10 79 gi 


ia 
ri 


oc 


2578538 2578469 10 79 gi 
oc 


2615619 2615550 10 79 gi 


ridia; Clostridiales; Clostridiales Fami 
2670147 2670078 10 79 gi 


Strept 


2671643 2671574 10 79 gi 
psilonproteobacteria; Campylobacterale 
2692680 2692611 10 79 gi 
TT 00-51 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
eae; Planotetraspora. 

2707782 2707713 10 79 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


Ss; 


s 
er 


2748078 2748009 10 79 
ibosomal RNA, partial sequence 


gi 


oc 
2751023 2750954 10 79 gi 
in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
eae; Microtetraspora. 

2752517 2752448 10 79 gi 
JCM 9374 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
eae; Planomonospora. 

2772127 2772058 10 79 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2773662 2773593 10 


qu 


v 


eq 
Ac 
, 
79 gi 
Stre 
2776737 2776668 10 79 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2794729 2794660 10 79 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2818851 2818782 10 79 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 
2820344 2820275 10 


pt 
se 


, 


se 
id 


1 
e; 


79 gi 


ctinobacteridae; Actinomycetales; Strept 


2821838 2821769 10 79 gi 


p- antibiotica strain JCM 3094 16S ribos 


Streptosporangineae; Streptosporangiacea 


219857335 


219857291 


219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 219857255 


16S ribosomal RNA, partial sequence 2615060 26165 


219857210 
6S ribosomal RNA, partial sequence 2669632 26710 
219857208 


6S ribosomal RNA, partial sequence 2671138 26725 


219857193 


219857183 


219857155 
2747544 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


171632 Bacteria_16S 219857152 


219857151 


219857136 


219857135 


219857132 
Actino: 


219857120 


219856911 


219856910 
6S ribosomal RNA, partial sequence 2819828 28212 


219856909 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


1 sequen 
teria; C 


ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024914.1 

lomonas iranensi 
occineae; Cellulomonadac 
ref |NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref |NR_024886.1 


1 sequen 
diales; 


occineae 


ly XII. Incertae Sedis; 
ref |NR_024838.1 
87 Microbispora 
osporangineae; Streptosp 
ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_024821.1 

2692168 269363 


ales; Streptospo 


Helicob 


ence 
inomy 


cet ‘ 


ref|NR_024811.1 
2707242 270866 
ylobacterales; H 


equen 
ia; C 


ce 
amp’ 


ref |NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref |NR_024780.1 

2750506 275194 
cetales; Strepto 


488 
occineae 
ence 


Actinomy 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


ence 
inomy 


cet : 


ref|NR_024764.1 
2771601 277308 
tales; Streptomy 


uence 
tinomyce 


ref|NR_024763.1 
19 Streptomyces 
e; Streptomyceta 
ref|NR_024760.1 

2776208 277769 
etales; Streptom 


746 
omycinea 
quence 


myc 


ref|NR_024748.1 

2794179 279557 
lostridiaceae; A 
ref|NR_024732.1 
sequence 2818334 281977 
Actinomycetales; Strept 


quence 


iales; C 


ref |NR_024731.1 


osporangineae; Streptosp 


ref 
omal RNA, pa 


NR_024730.1 
rtial sequen 
Plano. 


e; monospora. 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


, 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Planotetraspora 

9 Planotetraspora 

rangineae; 


Hydrogenimonas 
3 Hydrogenimonas 


ydrogenimonaceae; 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Streptomyces 
3 Streptomyces 


cineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 

ycineae; 


Alkaliphilus 
1 Alkaliphilus 
lkaliphilus. 
Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


70 Planobispora rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


antibiotica Bacteria; Actinobacteria; Actinobacteridae; 


2830919 2830850 10 79 gi 


219856903 


ref|NR_024724.1 
2830390 283187 


Streptomyces 
7 Streptomyces 


kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

171632 Bacteria_16S 2841623 2841554 10 79 gi| 219856896 |ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

171632 Bacteria_16S 2846224 2846155 10 79 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

171632 Bacteria_16S 3030636 3030567 10 79 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

171632 Bacteria_16S 3044358 3044289 10 79 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

171632 Bacteria_16S 3051974 3051905 10 79 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 


strain GraMall 16 


S ribosomal RNA, 


complete sequence 3051418 30529 


42 Malonomonas rubra Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 
171632 Bacteria_16S 3068514 3068445 10 79 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
171632 Bacteria_16S 3088144 3088075 10 79 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 
171632 Bacteria_16S 3092561 3092492 10 79 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
171632 Bacteria_16S 3094080 3094011 10 79 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
171632 Bacteria_16S 3101593 3101524 10 79 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 
171632 Bacteria_16S 3104621 3104552 10 79 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 3112063 3111994 10 79 gi| 219846847 |ref|NR_026439.1| Desulfobacter 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
171632 Bacteria_16S 3137602 3137533 10 79 gi|219846830|ref|NR_026422.1| Sulfurospirillum 
deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Campylobacteraceae; Sulfurospirillum. 
171632 Bacteria_16S 3159017 3158948 10 79 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain FIF6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 
171632 Bacteria_16S 3166517 3166448 10 79 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
171632 Bacteria_16S 3169550 3169481 10 79 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
171632 Bacteria_16S 3212058 3211989 10 79 gi|219846780|ref|NR_026372.1| Helicobacter 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
171632 Bacteria_16S 3236346 3236277 10 79 gi| 219846763 |ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 3249891 3249822 10 79 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 


strain DSM 43678 
Actinobacteria; A 


171632 Bacteria_16S 


strain DSM 43311 
Actinobacteria; A 
Microtetraspora. 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3251391 3251322 10 79 


pt 


ctinobacteridae; Actinomycetales; Stre 


pt 


171632 Bacteria_16S 


16S ribosomal RNA, partial sequence 3249381 32508 


osporang 


219846753 
16S ribosomal RNA, partial sequence 3250880 32523 


osporang 


3252895 3252826 10 79 gi 


219846752 


29 Nonomuraea salmonea Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref |NR_026345.1| Microtetraspora glauca 
28 Microtetraspora glauca Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_026344.1| Actinomadura kijaniata 


strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 


Actinobacteria; A 
Actinomadura. 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; Thermomonosporaceae; 


171632 Bacteria_16S 3254393 3254324 10 79 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

171632 Bacteria_16S 3354679 3354610 10 79 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

171632 Bacteria_16S 3357802 3357733 10 79 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

171632 Bacteria_16S 3359366 3359297 10 79 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

171632 Bacteria_16S 3367015 3366946 10 79 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

171632 Bacteria_16S 3368515 3368446 10 79 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

171632 Bacteria_16S 3370011 3369942 10 qT gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

171632 Bacteria_16S 3371510 3371441 10 79 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 

171632 Bacteria_16S 3376088 3376019 10 79 gi|219846666|ref|NR_026258.1| Halanaerobium 
saccharolyticum subsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


Halanaerobiales; 


171632 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


171632 Bacteria_16S 
16S ribosomal RNA, partial sequence 3396701 33981 


strain DSM 43852 
Actinobacteria; A 


171632 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


171632 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


171632 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


171632 Bacteria_16S 


Halanaerobium saccharolyticum subsp. 


Halanaerobiaceae; Halanaerobium. 


ctinobacteridae; Actinomycetales; Micr 

3415477 3415408 10 79 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


oc 


al 


3416957 3416888 10 79 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3447977 3447908 10 79 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3454205 3454136 10 


tai 
ae 


s 
Ac 


, 


79 gi 


occineae 


219846634 


34149 


es; Micr 


219846633 


al seque 
Actino: 


, 


219846611 


equence 
tinomyce 


219846607 


strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 34551 


Actinobacteria; A 


171632 Bacteria_16S 


ctinobacteridae; Actinomycetales; Micr 
3457263 3457194 10 79 gi 


oc 


occineae 


219846605 


strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 34581 


Actinobacteria; A 


171632 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


171632 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


ctinobacteridae; Actinomycetales; Micr 
3458757 3458688 10 79 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3466367 3466298 10 79 gi 
DSM 20123 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 


oc 
al 


e; 


se 
Ac 


occineae 


219846603 


sequenc 


219846598 


quence 
tinomyce 


171632 Bacteria_16S 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 


3467889 3467820 10 79 gi 


219846597 


Actinomycet 


senegalense Bacteria; Firmicutes; Clostridia; 


3395708 3395639 10 79 gi|219846648|ref|NR_026240.1| Promicromonospora 

43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 

acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
3397213 3397144 10 79 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_026226.1| Cellulomonas humilata 
64 3416365 Cellulomonas humilata 
ococcineae; Cellulomonadaceae; 


ref 
nce 
myce 


NR_026225.1 
341641 
Actin 


Actinomyces 
6 3417841 Actinomyces 
tales; omycineae; 
ref |NR_026203.1 
3447437 344895 
tales; Streptomy 


Streptomyces 
2 Streptomyces 
cineae; 


ref|NR_026199.1| Kocuria kristinae 

36 Kocuria kristinae Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026197.1| Nesterenkonia halobia 
69 Nesterenkonia halobia Bacteria; 

; Micrococcaceae; Nesterenkonia. 
ref|NR_026195.1] Arthrobacter 

e 3458220 3459692 Arthrobacter 

ales; Micrococcineae; 


, 


ref|NR_026190.1 
3465830 346730 
tales; Micrococc 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


ref|NR_026189.1] Arthrobacter 


3467352 3468823 Arthrobacter 


crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


171632 Bacteria_16S 3484523 3484454 10 79 gi| 219846586 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
171632 Bacteria_16S 3486090 3486021 10 79 gi|219846585 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 3487656 3487587 10 79 gi|219846584 
strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
171632 Bacteria_16S 3489207 3489138 10 79 gi| 219846583 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 34901 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfur 
171632 Bacteria_16S 3490719 3490650 10 79 gi| 219846582 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Streptomyces. 

171632 Bacteria_16S 3635038 3634969 10 79 gi 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterale 
171632 Bacteria_16S 3647224 3647155 10 79 gi| 219846473 
strain Inkinen 16S ribosomal RNA, partial sequence 3646715 36481 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
171632 Bacteria_16S 3665712 3665643 10 79 gi|219846461 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Pepto 
171632 Bacteria_16S 3676307 3676238 10 79 gi| 219846453 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Hal 
171632 Bacteria_16S 3685373 3685304 10 79 gi| 219846447 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; 
171632 Bacteria_16S 3697398 3697329 10 79 gi| 219846438 
strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 36983 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
171632 Bacteria_16S 3715463 37154307 40 gi|219846426 
strain CKK 16S ribosomal RNA, complete sequence 3714904 37163 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
171632 Bacteria_16S 3724534 3724465 10 79 gi 
verrucosospora strain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; Actinobacterid 
Thermomonosporaceae; Actinomadura. 

171632 Bacteria_16S 3725994 3725925 10 79 gi 
rugatobispora strain IFO 14382 16S ribosomal RNA, parti 
rugatobispora Bacteria; Actinobacteria; Actinobacterida 
Thermomonosporaceae; Actinomadura. 

171632 Bacteria_16S 3728902 3728833 10 79 gi 
luteofluorescens strain 04745 16S ribosomal RNA, partia 
luteofluorescens Bacteria; Actinobacteria; Actinobacter 
Thermomonosporaceae; Actinomadura. 

171632 Bacteria_16S 3730356 3730287 10 79 gi 
libanotica strain IFO 14095 16S ribosomal RNA, partial 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinocorallia. 

171632 Bacteria_16S 3731815 3731746 10 79 gi| 219846413 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 
171632 Bacteria_16S 3733275 3733206 10 79 gi 
atramentaria strain SF2197 16S ribosomal RNA, partial s 
atramentaria Bacteria; Actinobacteria; Actinobacteridae 
Thermomonosporaceae; Actinomadura. 

171632 Bacteria_16S 3736193 3736124 10 79 gi| 219846410 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
171632 Bacteria_16S 3737652 3737583 10 79 gi| 219846409 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
171632 Bacteria_16S 3739116 3739047 10 79 gi| 219846408 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
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16S 3743509 3743440 10 79 gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea 
16S ribosomal RNA, partial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 
Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
16S 3744974 3744905 10 79 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 
ribosomal RNA, partial sequence 3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
16S 3757022 3756953 9 78 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 


mal RNA, partial sequence 
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Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 4204618 4204549 10 79 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

171632 Bacteria_16S 4218325 4218256 10 79 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

171632 Bacteria_16S 191925 191853 7 79 gi|265678935|ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
171632 Bacteria_16S 193435 193363 7 79 gi| 265678934 |ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 
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171632 Bacteria_ 
canigenitalium st 
canigenitalium Ba 
171632 Bacteria_ 


strain CL-SP19 1 
Proteobacteria; 


171632 Bacteria_ 
strain R22 16S ri 


Proteobacteria; 


171632 Bacteria_ 
ganghwensis strai 
ganghwensis Bacte 
171632 Bacteria_ 
strain N. Pfennig 
Proteob 


Bacteria; 


171632 Bacteria_ 


strain N. Pfenni 
Proteobacteria; 


171632 Bacteria_ 


asaccharolytica 
asaccharolytica 
Sphingomonas. 


171632 Bacteria_ 
aespoeensis strai 
aespoeensis Bacte 


Desulfovibrio. 


171632 Bacteria_ 
thiozymogenes str 


thiozymogenes Ba 
Desulfocapsa. 


171632 Bacteria_ 


strain SL-4 16S 
Firmicutes; Baci 


171632 Bacteria_ 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus 


171632 Bacteria_ 


amnigena strain 
Bacteria; Proteo 


171632 Bacteria_ 


1721-77 16S ribo 
Gammaproteobacte 


171632 Bacteria_ 


strain ATCC 1546 
Proteobacteria; 


171632 Bacteria_ 


16S 
s 
B 
16S 
r 
G 
16S 
r 


2785781 2785709 7 79 gi 


3586565 3586493 7 79 
ibosomal RNA, partial sequence 


gi 


3700422 3700354 11 79 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
16S 3767504 3767432 7 79 gi 
SEBR 2840 16S ribosomal RNA, partial 


gi 


16S 3892205 3892134 8 79 
strain DSM 735 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


gi 


16S 3907528 3907460 11 79 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
16S 3909051 3908983 11 79 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 

16S 3910581 3910513 11 79 gi 
rain D6P-C 16S ribosomal RNA, partial 


gi 


16S 3983284 39832127 79 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; I 
16S 4010161 4010089 7 79 gi 
bosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; I 
16S 4195683 41956117 79 gi 
n JC2044 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
16S 56614 56543 8 79 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
16S 58115 58044 8 79 gi 
g 2711 16S ribosomal RNA, partial seque 
Gammaproteobacteria; Chromatiales; Chro 
16S 67187 67116 8 79 gi 
strain Y-345 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteoba 


gi 


16S 95836 95765 8 79 gi 


ria; Proteobacteria; Deltaproteobacter 


16S 97379 97308 8 79 gi 
ain Bra2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobact 
16S 100425 100354 8 79 
ribosomal RNA, complete sequence 
llales; Bacillaceae; Halobacillus. 
16S 101992 101921 8 79 
strain L420-91 16S ribosomal RNA, 
Bacteria; Firmicutes; Bacillales; 


gi 


gi 
part 
Paen 
16S 121937 121866 8 79 gi 
ASRB1 16S ribosomal RNA, partial sequen 
bacteria; Deltaproteobacteria; Syntroph 
16S 167621 167550 8 79 gi 
somal RNA, partial sequence 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 178141 178070 8 79 gi 
8 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 
16S 233239 233168 8 79 gi 


train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 


3585997 35874 
ammaproteobacteria; Methylococcales; M 


3699882 37013 


ia; Proteobacteria; Deltaproteobacteri 


compl 
Gammaproteo 


3906969 39084 


3908492 39099 


cteria; Tenericutes; Mollicutes; Mycop 


3982735 39841 


4009610 40110 


n Aspo2 16S ribosomal RNA, partial seq 


99832 


167046 168502 Vibri 


219857126 
ial sequen 
clobacilla 
219846518 


ethylococc 
219846436 


219846386 
sequence 
a; Desulfo 


219846300 
ete sequ 
bacteria; 


219846289 


219846288 


219846287 
sequence 
lasmatacea 

219846236 


diomarinac 
219846216 


diomarinac 
219846078 
quence 

ia; Oceano 
265679026 
nce 56079 
ales; Chro 
265679025 
nce 57580 
matiaceae; 
265679019 
sequence 
cteria; Sp 


265678999 
uence 
ia; Desulf 


265678998 
quence 
eria; Desu 
265678996 
10139 


265678995 
ial sequen 
ibacillace 


265678981 
ce 12137 
obacterale 
265678951 


265678944 
17756 
omonadacea 


ref |NR_024754.1 


ceae; 
ref|NR_026110.1 
56 Methylomonas 
acea 


ref |NR_026027.1 


ref|NR_025977.1 
3766971 376838 
vibrionales; De 


ref 
ence 
Ocea 


NR_025890.1 
389163 
nospirillal 


ref|NR_025879.1 


ref|NR_025878.1 


ref|NR_025877.1 
3910020 391149 
e; Ureaplasma. 
ref|NR_025826.1 


Idiomarina. 
NR_025806.1 


eae; 
ref 


Idiomarina. 
NR_025668.1 
195136 419657 
spirillales; Ha 
ref |NR_029334.1 
57529 Thioc 
iaceae; Thioc 
NR_029333.1 
59029 Thioc 
iocystis. 
NR_029327.1 
66694 68135 
hingomonadales; 


eae; 
ref 


rs 


ref |NR_029307.1 
95265 96764 
ovibrionales; D 


ref |NR_029306.1 

96815 98277 
lfobacterales; D 
ref |NR_029304.1 
0 Halobacillus 


ref |NR_029303.1 
ce 101441 102925 
ae; Aneurinibaci 


ref |NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref|NR_029259.1 
o mimicus Bacter 


ref |NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 


265678907 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Rhodobacter. 


ref |NR_029215.1 
232719 234184 


ce 2785219 278673 
Alicycloba 


s 


e 


h 


y 


y 


e 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Methylomonas fodinarum 


fodinarum Bacteria; 
e; Methylomo 


nas. 
Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Halomonas 
6 3893166 Halomonas 


s; Halomonadaceae; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 
Thiocystis violacea 
stis violacea Bacteria; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Desulfocapsa 
Desulfocapsa 


esulfobulbaceae; 


Halobacillus litoralis 


litoralis Bacteria; 


Aneurinibacillus 
Aneurinibacillus 
llus group; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Vibrio mimicus strain 
ia; Proteobacteria; 


Aeromonas punctata 
nas punctata Bacteria; 


Rhodobacter 
Rhodobacter 


171632 Bacteria_ 


strain 01008 16S 
Tenericutes; Mol 


171632 Bacteria_ 


strain S-182 16S 


16S 286393 286326 11 78 
ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 
16S 340011 339940 8 79 gi 
ribosomal RNA, partial sequence 


gi 


265678869 


285875 28729 


265678831 


339450 34088 


ref|NR_029175.1| Mycoplasma testudinis 
0 Mycoplasma testudinis Bacteria; 


ref|NR_029136.1| Pediococcus parvulus 
5 Pediococcus parvulus Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

171632 Bacteria_16S 347509 347438 8 79 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

171632 Bacteria_16S 375682 375611 8 79 gi| 265678804 |ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

171632 Bacteria_16S 387973 387902 8 79 gi| 265678796 |ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

171632 Bacteria_16S 392634 392563 8 79 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

171632 Bacteria_16S 418826 418755 8 79 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

171632 Bacteria_16S 423462 423391 8 79 gi|265678772|ref|NR_029077.1| Bacillus algicola 


strain F12 16S r 
Firmicutes; Baci 


171632 Bacteria_ 


favisporus strai 
Bacteria; Firmic 


171632 Bacteria_ 


strain R65 16S r 
Proteobacteria; 


171632 Bacteria_ 


strain Sd/3 16S 
Firmicutes; Baci 


171632 Bacteria_ 


marinisedimentor 
marinisedimentor 


171632 Bacteria_ 


luminescens subs 


Enterobacteriale 


171632 Bacteria_ 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


171632 Bacteria_ 


contaminans stra 
contaminans Bact 


171632 Bacteria_ 


strain IDA1967 1 
Firmicutes; Baci 


171632 Bacteria_ 


strain CIP 10556 
Proteobacteria; 


171632 Bacteria_ 


versmoldensis st 
versmoldensis Ba 


171632 Bacteria_ 


strain ID131577 
Actinobacteria; 


171632 Bacteria_ 


oleivorans strai 
Bacteria; Proteo 


171632 Bacteria_ 


impatiens strain 
Bacteria; Proteo 
Saccharospirillu 


171632 Bacteria_ 


picturae strain 
Bacteria; Firmic 


171632 Bacteria_ 


ibosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 

llales; Bacillaceae; Bacillus. 

16S 432777 432706 8 79 gi|265678766|ref|NR_029071.1| Paenibacillus 

n GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
utes; Bacillales; Paenibacillaceae; Paenibacillus. 

16S 492579 492508 8 79 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
ibosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

16S 501873 501802 8 79 gi|265678717|ref|NR_029022.1| Bacillus indicus 


ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 


16S 515416 515345 8 79 gi 


um strain DSM 15388 16S ribosomal RNA, 
um Bacteria; Proteobacteria; Gammaprote 
16S 516978 516907 8 79 gi 


p. thracensis strain 39-8 16S ribosomal 


s; Enterobacteriaceae; Photorhabdus. 


501307 50281 


1 Bacillus indicus Bacteria; 


265678708|ref|NR_029013.1| Reinekea 
partial sequence 514864 516365 Reinekea 
obacteria; Reinekea. 

265678707 |ref|NR_029012.1| Photorhabdus 
RNA, complete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


16S 518544 518473 8 79 gi|265678706|ref|NR_029011.1| Photorhabdus 
- kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
e; Photorhabdus. 
16S 526181 526110 8 79 gi|265678701|ref|NR_029006.1| Anoxybacillus 
in R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
16S 532237 532166 8 79 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
6S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
llales; Bacillaceae; Bacillus. 
16S 546013 545942 8 79 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
6 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
16S 550684 550613 8 79 gi|265678685|ref|NR_028990.1| Lactobacillus 
rain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
cteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 567428 567357 8 79 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 
16S 577935 577864 8 79 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
n MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
bacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 
16S 604945 604874 8 79 gi| 265678648 |ref|NR_028953.1| Saccharospirillum 
EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
bacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 
m. 
16S 606492 606421 8 79 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
utes; Bacillales; Bacillaceae; Oceanobacillus. 
16S 609562 609491 8 79 gi|265678645|ref|NR_028950.1]| Planomicrobium 


psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 


609006 610485 Planomicrobium 


171632 Bacteria_16S 
strain M11 16S ri 


627909 627838 8 


79 


bosomal RNA, partial sequence 


gi 


265678633 


627341 62884 


ref |NR_028938.1 


Morganella morganii 


2 Morganella morganii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

171632 Bacteria_16S 662683 662612 8 79 gi|265678607|ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

171632 Bacteria_16S 688473 688402 8 79 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

171632 Bacteria_16S 690016 689945 8 79 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

171632 Bacteria_16S 691568 691497 8 79 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

171632 Bacteria_16S 700568 700497 8 79 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

171632 Bacteria_16S 702053 701982 8 79 gi|265678581|ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

171632 Bacteria_16S 710812 710741 8 79 gi|265678575|ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

171632 Bacteria_16S 717007 716936 8 79 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

171632 Bacteria_16S 718614 718543 8 79 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

171632 Bacteria_16S 721650 721579 8 79 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 


strain XINach 16S 
Proteobacteria; G 
171632 Bacteria_16S 
luminescens subsp 


Enterobacteriales; 
171632 Bacteria_16S 
luminescens subsp 


Enterobacteriales; 


171632 Bacteria_16S 727926 727855 8 79 gi| 265678563 |ref|NR_028867.1 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorh 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospirace 
171632 Bacteria_16S 730868 730797 8 79 gi|265678561|ref|NR_028865.1 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

171632 Bacteria_16S 735389 735318 8 79 gi| 265678558 |ref|NR_028862.1 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae 
171632 Bacteria_16S 761838 761767 8 79 gi|265678538|ref|NR_028842.1 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
171632 Bacteria_16S 763387 763316 8 79 gi| 265678537 |ref|NR_028841.1 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 
171632 Bacteria_16S 766504 766433 8 79 gi| 265678535 |ref|NR_028839.1 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae 
171632 Bacteria_16S 771042 770971 8 79 gi| 265678532 |ref|NR_028836.1 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 77198 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
171632 Bacteria_16S 788008 787937 8 79 gi|265678520|ref|NR_028824.1 
strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylop 
171632 Bacteria_16S 797190 797119 8 79 gi|265678514|ref|NR_028817.1 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacill 
171632 Bacteria_16S 808004 807933 8 79 gi| 265678507 |ref|NR_028810.1 


ingluviei strain KR3 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Bacteria; Firmicutes; 


723236 723165 8 


Enterobacteriaceae; 


724819 724748 8 


Enterobacteriaceae; 


Lactobacillales; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


79 


721087 72261 


gi 


laumondii strain TT0O1 16S ribosomal 
Photorhabdus luminescens subsp. 


Enterobac 
265678566 


RNA, parti 


teri 
ref 
als 


aceae; Photo 
NR_028870.1 
equence 


2 Photorhabdus temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


79 


gi 


akhurstii strain FRGO4 16S ribosomal 
Photorhabdus luminescens subsp. 


265678565 


RNA, part 


ref 
ial 


NR_028869.1 
sequence 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Lactobac 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Solibacillus 
Solibacillus 


Allisonella 
Allisonella 
Allisonella. 
Paenibacillus 
Paenibacillus 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 

Veillonella 

767386 Veillonella 
Veillonella. 
Cellvibrio japonicus 


v 


3 Cellvibrio japonicus Bacteria; 


oO. 
Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Paenibacillus 
Paenibacillus 
us. 


illus. 


Lactobacillus 


807412 808917 Lactobacillus ingluviei 


171632 Bacteria_16S 


strain 12993 16S 
Proteobacteria; 


171632 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; 


171632 Bacteria_16S 


strain CFBP 5236 
Proteobacteria; 


171632 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


171632 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


171632 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


171632 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


171632 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


171632 Bacteria_16S 


selenitireducens 
selenitireducens 


171632 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


171632 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


171632 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


171632 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


171632 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


171632 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


171632 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


171632 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


171632 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


171632 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


171632 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


171632 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


818589 818518 8 79 
ribosomal RNA, partial sequence 


gi 


820094 820023 8 79 
bosomal RNA, partial sequence 


gi 


844573 844502 8 79 gi 
Enterobacteriales; 
8 79 gi 
sequence 
Desulfuromonadales 


8 79 gi 


859658 859587 
osomal RNA, partial 
eltaproteobacteria; 
899017 898946 
Y¥C300 16S ribosomal 
tes; Bacillales; Paenibacillaceae; 
902110 902039 8 79 gi 


teria; Proteobacteria; 
906717 906646 8 79 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; 


920687 920616 8 

s strain RHS1 16S ribosomal 
s Bacteria; Actinobacteria; 
; Slackia. 

959368 959297 8 79 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
986907 986836 8 79 gi 
9 16S ribosomal RNA, partial sequence 


79 gi 
RNA, parti 
Coriobacte 


988487 988416 8 79 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
990067 989996 8 79 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
991638 991567 8 79 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
1003877 1003806 8 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1006922 1006851 8 79 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1008383 1008312 8 79 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1034317 1034246 8 79 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; 
1055619 1055548 8 


gi 


F9 gi 


Bacillace 
79 gi 


Firmicutes; Bacillales; 
1066260 1066189 8 


ria; 


ammaproteobacteria; Chromatiales; Chro 
1091758 1091687 8 79 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1109797 1109726 8 79 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 

; Collinsella. 

1118876 1118805 8 79 
bosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 


gi 


171632 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


1123542 1123471 8 79 gi 
S ribosomal RNA, partial sequence 


bacillales; Lactobacillaceae; Lactobac 


818049 81950 
Gammaproteobacteria; Enterobacteriales; 


819558 82101 
Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 844000 84550 
Gammaproteobacteria; 
859076 86059 
RNA, partial sequence 


Paenibacillus 


ain ALJD 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Deltaproteobacteria; 


acteria; Gammaproteobacteria; Enterobacteriales; 


987916 98944 


989496 99101 


6S ribosomal RNA, partial sequence 991068 99256 


1006359 10077 


1007814 10092 


Paenibacillaceae; Aneurinibacil 


n 015-7 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 1065751 10671 


1091188 10926 


1118333 11198 


265678500 


Enterobac 
265678499 


Enterobac 
265678483 


Enterobac 
265678472 


; Geobacte 
265678445 
89842 


265678443 
Chro: 


265678440 
al sequenc 
Desu 


265678431 
al sequenc 
ridae; Cor 


265678405 
1 sequence 
llaceae; B 
265678386 

98633 


265678385 


Enterobac 
265678384 


Enterobac 
265678383 


Enterobac 
265678375 

10033 

Enterobac 
265678373 


265678372 


265678355 


10337 


265678340 


ae; Parali 
265678333 


matiaceae; 
265678315 


illus. 

265678302 
sequence 

Coriobacte 


228716249 


cteriales; 


ref 


NR_028803.1 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


teri 
ref 


aceae; Kluyv 
NR_028802.1 


era. 


Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


teri 


ref 


aceae; Kluyv 
NR_028786.1 


era. 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


teri 
ref 


aceae; Samso 
NR_028775.1 


nia. 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


race 


ref 


7 899962 Paenib 


ref 


901557 90302 
mati 


ref 


e 906169 90766 


1lfob 


ref 


e 920164 92162 


ioba 


ref 


958824 96027 


acil 
ref 


6 987865 Citrob 


Ent 
ref 


ae; Geobacte 
NR_028747.1 


NR_028745.1 
i 
ales; Ectoth 
NR_028742.1 
6 
acterales; D 
NR_028733.1 
8 
cteriales; C 
NR_028707.1 
2 
lus. 
NR_028688.1 


erobacteriac 
NR_028687.1 


r. 


Paenibacillus 


acillus koreensis 


Thioalkalivibrio 
Thioalkalivibrio 


iorhodospiraceae; 


Desulforhopalus 
Desulforhopalus 


esulfobulbaceae; 


Slackia 
Slackia 


oriobacterineae; 


Bacillus 
Bacillus 


Citrobacter murliniae 
acter murliniae 
eae; 


Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


teri 


ref 


aceae; Citro 
NR_028686.1 


bacter. 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


teri 


ref 


aceae; Citro 
NR_028685.1 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


teri 


ref 


52 1004810 Kluyve 
teri 


ref 


aceae; Citro 
NR_028677.1 


aceae; Kluyv 
NR_028675.1 


bacter. 


Kluyvera ascorbata 


ra ascorbata Bacteria; 
era. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


ref 


NR_028674.1 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


ref 


71 1035187 Aneur 


lus 
ref 


1055053 10565 
obac 


ref 


52 Rheinheimera 


Rhe 
ref 


88 Lactobacillus 


ref 
a 


ref 


109258 11107 
rial 


NR_028657.1 
i 
group; Aneur 
NR_028642.1 
5 
illus. 
NR_028635.1 


inheimera. 
NR_028617.1 


NR_028604.1 
2 


es; Coriobac 


NR_027549.1 


Aneurinibacillus 


nibacillus danicus 
inibacillus. 


Paraliobacillus 


2 Paraliobacillus 


Rheinheimera pacifica 
pacifica Bacteria; 


Lactobacillus algidus 
algidus Bacteria; 


Collinsella 


0 Collinsella 
terineae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


Ent 


224581425 


illus. 


erobacteriac 


ref 


eae; 


NR_027206.1 


Escherichia. 
Lactobacillus antri 


1122944 1124463 Lactobacillus antri Bacteria; 


171632 Bacteria_16S 1126456 1126385 8 79 gi| 253680772 
wolinii strain DB 16S ribosomal RNA, partial sequence 11259 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterale 
Syntrophobacter. 

171632 Bacteria_16S 1155168 1155097 8 79 gi| 253680753 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 11561 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
171632 Bacteria_16S 1174957 1174886 8 79 gi|228718578 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 11758 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

171632 Bacteria_16S 1185450 1185379 8 79 gi| 228716090 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
171632 Bacteria_16S 1186961 1186890 8 79 gi| 228716058 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
171632 Bacteria_16S 1188472 1188401 8 79 gi| 228716012 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
171632 Bacteria_16S 1189983 1189912 8 79 gi| 228715942 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
171632 Bacteria_16S 1196123 1196052 8 79 gi| 228715574 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 11955 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacter 
171632 Bacteria_16S 1211268 1211197 8 79 gi| 224581438 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oce 
Halomonas. 

171632 Bacteria_16S 1212745 1212674 8 79 gi| 224581437 


strain Althfl 16S 
Proteobacteria; G 


171632 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


171632 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


171632 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


171632 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


171632 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


171632 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


171632 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


171632 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


171632 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1224727 1224656 8 79 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1227775 1227704 8 79 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1229311 1229240 8 79 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1254903 1254832 8 79 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1275904 1275833 8 79 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1292459 1292388 8 79 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


1296951 1296880 8 79 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1329012 1328941 8 79 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1347478 1347407 8 79 gi 
in MPOB 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Deltaproteo 


gi 


Syntrophobacteraceae; Syntrophobacter. 

171632 Bacteria_16S 1412087 1412016 8 79 gi|224581450 

strain B-10-31 16S ribosomal RNA, partial sequence 1411537 14130 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalter 
171632 Bacteria_16S 1419675 1419604 8 79 gi|224581445 

strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 1435138 1435067 8 79 gi| 224581431 

antarcticus strain 20CM 16S ribosomal RNA, partial sequence 14345 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
171632 Bacteria_16S 1441353 1441282 8 79 gi|224581427 


1212209 12136 


1227244 12287 


1228770 12302 


1296399 12978 


Halomonad 
219878314 
1 sequence 
ptococcace 
219878281 


seudomonad 
219878280 


seudomonad 
219857194 
sequence 

llaceae; B 
219846179 
ce 12753 
irillales; 
228716433 
tial seque 
oteobacter 


219857534 


219846090 
13284 
nellaceae; 
228720860 
uence 
bacteria; 


NR_028020.1 
1127376 Syntro 
s; Syntrophobact 


ref|NR_028001.1 


ref|NR_027574.1 


ref |NR_027546.1 


erobacteriac 
NR_027545.1 


Ent 
ref 


erobacteriac 
NR_027544.1 


Ent 
ref 


erobacteriac 
NR_027543.1 


Ent 
ref 


Enterobacteriac 
ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_027220.1 

1210750 121215 
anospirillales; 
ref|NR_027219.1 
aceae; Halomonas 
ref|NR_025453.1 

1224170 122567 
Streptococcu 
NR_025420.1 


ae; 
ref 


acea 
ref 


e; Cellvibri 
NR_025419.1 


aceae; Cellvibri 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


ref |NR_025122.1 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027598.1 

1346912 134839 
Syntrophobactera 
ref |NR_027234.1 
omon 
ref 


adaceae; Alg 
NR_027227.1 


ref 
76 1436085 Paeni 


NR_027213.1 
b 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 
Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Streptococcus 
1 Streptococcus 
Ss. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Brevibacillus 
5 Brevibacillus 


Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Marinobacter 

4 1293412 Marinobacter 

les; Alteromonadaceae; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Dialister invisus DSM 
ter invisus DSM 15470 


Syntrophobacter 
7 Syntrophobacter 


les; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Paenibacillus 
acillus antarcticus 


ref |NR_027209.1 


Filobacillus 


milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 


Bacteria; Firmicu 


tes; Bacillales; Bacillaceae; Filobaci 


llus. 


171632 Bacteria_ 
strain SK-1T 16S 


16S 1459315 1459244 8 79 
ribosomal RNA, partial sequence 


gi 


224581413 


1458766 14602 


ref 


NR_027194.1 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

171632 Bacteria_16S 1462420 1462349 8 79 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

171632 Bacteria_16S 1509259 1509188 8 79 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
171632 Bacteria_16S 1513707 1513636 8 79 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 1553142 1553071 8 79 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

171632 Bacteria_16S 1571048 1570977 8 79 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
171632 Bacteria_16S 1630444 1630373 8 79 gi| 219878456 |ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 1633531 1633460 8 79 gi|219878454|ref|NR_025593.1| Oceanisphaera 
litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 
171632 Bacteria_16S 1635106 1635035 8 79 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

171632 Bacteria_16S 1636568 1636497 8 79 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 1638059 1637988 8 79 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 1645741 1645670 8 79 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

171632 Bacteria_16S 1651744 1651673 8 79 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 1660985 1660914 8 79 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

171632 Bacteria_16S 1667120 1667049 8 79 gi|219878430|ref|NR_025569.1| Escherichia albertii 
strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

171632 Bacteria_16S 1671725 1671654 8 79 gi|219878427|ref|NR_025566.1| Enterobacter cowanii 
strain 888-76 16S ribosomal RNA, partial sequence 1671187 1672548 Enterobacter cowanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

171632 Bacteria_16S 1685302 1685231 8 79 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 1688279 1688208 8 79 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 1689851 1689780 8 79 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

171632 Bacteria_16S 1691391 1691320 8 79 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 

171632 Bacteria_16S 1702284 1702213 8 79 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

171632 Bacteria_16S 1708336 1708265 8 79 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

171632 Bacteria_16S 1752460 1752389 8 79 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 1755568 1755497 8 79 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


171632 Bacteria_16S 


carmonensis strai 


carmonensis Bacteria; 
171632 Bacteria_16S 


stellifer strain 
Bacteria; 


strain DSM 10404 
Bacteria; 


strain DSM 497 16 
Firmicutes; Bacil 


171632 Bacteria_16S 


strain ME102 16S 


171632 Bacteria_16S 


israelensis strai 
Bacteria; 


171632 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


171632 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


171632 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


171632 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


171632 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


171632 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


171632 Bacteria_16S 


strain LMG 
Firmicutes; 


18419 
Bacil 


171632 Bacteria_16S 


strain TMW 
Bacteria; 


1.666 
Firmicu 


171632 Bacteria_16S 


strain LMG 
Firmicutes; 


17489 
Bacil 


171632 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; G 


Firmicutes; 
171632 Bacteria_16S 

decolorationis strain LMG 19507 16S ribosomal RNA, partia 
decolorationis Bacteria; 
171632 Bacteria_16S 


Firmicutes; 
171632 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Oceanospir 
1864920 1864849 8 79 gi|219878291 
equence 
Oceanospirillales; 


Firmicutes; Bacillales; Paenibacill 
n LMG 20964 16S ribosomal RNA, partial s 


Firmicutes; Bacillales; Bacillaceae 


IS1 16S ribosomal RNA, partial sequence 
Bacillales; Paenibacillaceae; Paeni 
1802347 1802276 8 79 gi 
Firmicutes; Bacillales; Bacillac 

complete s 
Firmicutes; Bacillales; Bacillaceae; 
1808539 1808468 8 79 gi 
Firmicutes; Bacillales; Planococcac 
16S ribosomal RNA, 
Bacillales; 


complete sequence 
Bacillaceae; Halobacill 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1861831 1861760 8 79 gi 
ribosomal RNA, partial sequence 


n Bal 16S ribosomal RNA, partial sequenc 


ATCC 43984 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteria; 


1891070 1890999 8 79 gi 


lales; Bacillaceae; Bacillus. 


n CM1l 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Paeni 


bacillales; Lactobacillaceae; Pediococcu 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Mor 
1930365 1930294 8 79 gi 
ibosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; Mor 


lales; Bacillaceae; Bacillus. 


lales; Paenibacillaceae; Paenibacillus. 
16S ribosomal RNA, 


tes; 


complete sequence 
Lactobacillales; Lactobacillaceae; 


ammaproteobacteria; Chromatiales; Chroma 


171632 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


1778115 1778044 8 79 gi| 219878351 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial 
agaridevorans Bacteria; 
171632 Bacteria_16S 
agarexedens strain DSM 1327 16S ribosomal RNA, partial se 
agarexedens Bacteria; 
171632 Bacteria_16S 


sequence 1777548177905 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
1779664 1779593 8 79 gi|219878350|ref|NR_025489.1 


1790143 1790072 8 79 gi| 219878342 
equence 
Virgibacillus. 
1800780 1800709 8 79 gi| 219878335 
1800219 1801737 Paenib 
bacillus. 
219878334 = 
1 sequence 1801788 180329 
Bacillus 
1803914 1803843 8 79 gi| 219878333 
necropolis strain LMG 19488 16S ribosomal RNA, 
necropolis Bacteria; 
171632 Bacteria_16S 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial se 
antarcticus Bacteria; 
171632 Bacteria_16S 


equence 
Virgibacillus. 
219878330 


Planococcus. 
1823883 1823812 8 79 gi| 219878320 
1823301 1824836 Haloba 


1842187 1842116 8 79 gi| 219878307 
1841624 18431 


219878293 
1861284 18627 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 0 
1863338 1863267 8 79 gi| 219878292 

1862771 1864302 Chromo 
illales; ‘ 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


1892591 1892520 8 79 gi| 219878269 


train DSM 11706 16S ribosomal RNA, partial sequence 189204 
acteria; Firmicutes; Bacillales; Bacilla Bacillus. 
1914928 1914857 8 79 gi| 219878252 |ref|NR_025391.1 


1914361 1915860 Paenib 
bacillus. 
1918080 1918009 8 79 gi| 219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


1928829 1928758 8 79 gi| 219878242 
1928261 19297 


1942402 1942331 8 79 gi| 219878233 
16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus 


1943999 1943928 8 79 gi| 219878232 


16S ribosomal RNA, partial sequence 1945009 19464 
lales; Bacillaceae; Bacillus. 

1966802 1966731 8 79 gi| 219878217 |ref|NR_025356.1 
bosomal RNA, partial sequence 1966261 19677 


tiaceae; 


ibosomal RNA, partial sequence 


lales; Planococcaceae; Marinibacillus. 


1974208 1974137 8 79 gi| 219878212 


ref |NR_025490.1 


1779107 178061 
Paenibacillus. 
ref|NR_025481.1 

1789570 179108 


ref|NR_025474.1 
ref|NR_025473.1 


ref|NR_025472.1 
1803341 180486 


ref|NR_025469.1 
1807983 180946 


ref|NR_025459.1 
ref|NR_025446.1 
ref|NR_025432.1 


Oleiphilus 
ref |NR_025431.1 


Halomonadaceae 
ref|NR_025430.1 
1864353 186588 


ref |NR_025409.1 


ref |NR_025408.1 


ref|NR_025388.1 
ref |NR_025381.1 


Moritella. 
ref|NR_025380.1 


Moritella. 
ref |NR_025373.1 
ref|NR_025372.1 


ref|NR_025371.1 


ref|NR_025370.1 


Thiocapsa. 


ref|NR_025351.1 


Paenibacillus 


6 Paenibacillus 


Paenibacillus 


9 Paenibacillus 


Virgibacillus 


7 Virgibacillus 


Paenibacillus 


acillus stellifer 


Bacillus 


0 Bacillus 


Virgibacillus 


2 Virgibacillus 


Planococcus 


1 Planococcus 


Halobacillus trueperi 
cillus trueperi 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Oleiphilus messinensis 
20 Oleiphilus messinensis Bacteria; 
leiphilaceae; 


Chromohalobacter 


halobacter israelensis 


Chromohalobacter. 
Chromohalobacter 


4 Chromohalobacter 
Halomonadaceae; 


Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


Bacillus 


0 1893527 Bacillus 


Paenibacillus 


acillus azoreducens 


Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


Moritella profunda 


62 Moritella profunda Bacteria; 
itellaceae; 
219878241 
1929813 19313 


Moritella abyssi 


09 Moritella abyssi Bacteria; 
itellaceae; 
1940857 1940786 8 79 gi| 219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


Paenibacillus cookii 


cookii Bacteria; 


Lactobacillus frumenti 
1943398 1944958 Lactobacillus frumenti 
Lactobacillus. 
1945566 1945495 8 79 gi|219878231 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Marinibacillus marinus 
1973642 1975164 Marinibacillus marinus Bacteria; 


171632 Bacteria_16S 
strain Cm al3 16S 
Proteobacteria; 
171632 Bacteria_16S 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


lanuginosus Bacteria; 
Chondromyces. 
171632 Bacteria_16S 
apiculatus strain 


Chondromyces. 
171632 Bacteria_16S 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 
171632 Bacteria_16S 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequenc 
proteamaculans Bacteria; 


Serratia. 
171632 Bacteria_16S 
strain DSM 30063 
Proteobacteria; 

171632 Bacteria_16S 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 19938 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


171632 Bacteria_16S 


strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 19954 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


171632 Bacteria_16S 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 19969 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 
171632 Bacteria_16S 
strain DSM 30118 
Proteobacteria; 

171632 Bacteria_16S 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragi 
Enterobacteriaceae; 


Gammaproteobacteria; 
171632 Bacteria_16S 
proteus strain 42 
Bacteria; 
171632 Bacteria_16S 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 
171632 Bacteria_16S 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 
171632 Bacteria_16S 


strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 20061 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 
171632 Bacteria_16S 


strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20077 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 
171632 Bacteria_16S 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
171632 Bacteria_16S 


strain S1/6-571 16S ribosomal RNA, partial sequence 2009346 20108 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Proteobacteria; 
171632 Bacteria_16S 


strain DSM 176 16S ribosomal RNA, 


Proteobacteria; 
171632 Bacteria_16S 
strain LMG 317541 
Proteobacteria; 
171632 Bacteria_16S 
carotovorum subsp. 


Enterobacteriales; 
171632 Bacteria_16S 


strain DSM 169 16S ribosomal RNA, partial sequence 


1982009 1981938 8 


1983594 1983523 8 


Proteobacteria; 


1985178 1985107 8 


1988300 1988229 8 


1989848 1989777 8 


1991396 1991325 8 


1992939 1992868 8 


1994487 1994416 8 


1996022 1995951 8 


1997567 1997496 8 


1999106 1999035 8 


Enterobacteriales; 


2000640 2000569 8 


2002176 2002105 8 


2003708 2003637 8 


2005253 2005182 8 


2006799 2006728 8 


2008343 2008272 8 
Proteobacteria; 


2009902 2009831 8 


2024773 2024702 8 


2026331 2026260 8 


2027774 2027703 8 


2029309 2029238 8 


Proteobacteria; 


79 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


79 


79 


Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; 


79 


79 


79 


16S ribosomal RNA, partial sequence 1990842 19923 
Gammaproteobacteria; Enterobacteriales; 


79 


79 


79 


79 


16S ribosomal RNA, partial sequence 1997016 19985 
Gammaproteobacteria; Enterobacteriales; 


79 


79 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


79 


79 


79 


79 


79 


Gammaproteobacteria; 


79 


79 


complete sequence 2024259 20257 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


79 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aeromonadacea 


79 


odoriferum strain LMG 17566 16S ribosomal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 


Enterobacteriaceae; Pectobacterium. 


79 


Sorangiineae; 


Gammaproteobacteria; 


gi|219878207 
1981436 19829 


gi| 219878206 
Myxoco 
gi| 219878205 


Myxococ 


gi|219878203 


gi|219878202 


Ent 


gi|219878201 
Enterobac 


gi|219878200 


gi|219878199 


gi|219878198 


gi| 219878197 
Enterobac 
gi| 219878196 
Pragi 
219878195 
20000 


gi 


gi|219878194 


gi|219878193 


gi|219878192 


gi|219878191 


219878190 
sequence 
Entero 


gi 


gi|219878189 


gi|219878179 


219878178 
20257 


gi 


gi|219878177 


219878176 


ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 
ref |NR_025342.1 
teriaceae; 
ref|NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 
teriaceae; Serra 
ref|NR_025339.1 


teriaceae; Serra 
ref |NR_025338.1 


teriaceae; 
ref |NR_025337.1 


teriaceae; Rahne 
ref |NR_025336.1 


teriaceae; Prote 
ref|NR_025335.1 
a fontium Bacter 
a. 

ref |NR_025334.1 
Enterobacteriac 
ref |NR_025333.1 


teriaceae; Lemin 
ref |NR_025332.1 


teriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 

2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 
teriaceae; Butti 
ref|NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref|NR_025316.1 
partial sequenc 


ref 


gi 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


eae; Polyangiaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 
Serratia. 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


50 Buttiauxella brennerae Bacteria; 


auxella. 
Isochromatium buderi 
buderi Bacteria; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Chromatium okenii 


NR_025315.1 


2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 


171632 Bacteria_16S 2032217 20321547 70 gi| 219878174 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 20316 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicycloba 
171632 Bacteria_16S 2038364 2038293 8 79 gi| 219878169 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 20393 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

171632 Bacteria_16S 2047750 2047679 8 79 gi|219878160 
strain KK19 16S ribosomal RNA, complete sequence 2047168 20487 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

171632 Bacteria_16S 2049314 2049243 8 79 gi| 219878159 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veil 
171632 Bacteria_16S 2095156 2095085 8 79 gi| 219878125 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 20961 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 2114899 2114828 8 79 gi| 219857658 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 21158 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

171632 Bacteria_16S 2116443 2116372 8 79 gi| 219857657 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Microbulbifer. 

171632 Bacteria_16S 2119507 2119436 8 79 gi| 219857655 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 21204 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

171632 Bacteria_16S 2120977 2120906 8 79 gi|219857654 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedec 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedec 
171632 Bacteria_16S 2124002 2123931 8 79 gi| 219857652 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 21249 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 2125558 2125487 8 79 gi|219857651 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 21265 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 2137616 2137545 8 79 gi| 219857643 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 21370 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; A 
171632 Bacteria_16S 2170916 2170845 8 79 gi| 219857621 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 21703 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
171632 Bacteria_16S 2190666 2190595 8 79 gi| 219857605 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 21901 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 
171632 Bacteria_16S 2196675 2196604 8 79 gi|219857601 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 
171632 Bacteria_16S 2225328 2225257 8 79 gi| 219857582 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
171632 Bacteria_16S 2226889 2226818 8 79 gi| 219857581 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 22263 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 
171632 Bacteria_16S 2239084 2239013 8 79 gi| 219857573 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 22399 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
171632 Bacteria_16S 2240595 2240524 8 79 gi| 219857572 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 22415 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
171632 Bacteria_16S 2242106 2242035 8 79 gi|219857571 
strain ATCC 33638 16S ribosomal RNA, partial sequence 22415 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
171632 Bacteria_16S 2243617 2243546 8 79 gi| 219857570 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial s 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; 
Yersinia. 

171632 Bacteria_16S 2258922 2258851 8 79 gi| 219857560 
strain ATCC 29178 16S ribosomal RNA, partial sequence 22583 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
171632 Bacteria_16S 2285086 2285015 8 79 gi| 219857542 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 22845 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 2286525 2286454 8 79 gi|219857541 


ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025308.1 
07 Virgibacillus 


ref |NR_025299.1 
07 Paenibacillus 


ref|NR_025298.1 

2048758 205026 
lonellaceae; Ana 
ref|NR_025264.1 


ref|NR_025247.1 


ref |NR_025246.1 
115900 211739 


nadales; Altero 


ND 


ref |NR_025244.1 
54 Halobacillus 


ref 
ead 
ea. 

ref 


NR_025243.1 
avisae Bacte 


NR_025241.1 


ref |NR_025240.1 


ref |NR_025232.1 
73 2138564 Microb 
1lteromonadaceae; 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025193.1 
08 2191561 Amphib 


ref|NR_025189.1 
2196082 219764 
Lactobacillus. 
NR_025170.1 
2224766 222627 
Paenibacillus. 
ref|NR_025169.1 
29 2227839 Paenib 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025148.1 
45 2259880 Strept 


ref|NR_025130.1 
30 2285939 Bacill 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 


Alicyclobacillus 
lobacillus hesperidum 


Virgibacillus proomii 
proomii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Microbulbifer 
0 Microbulbifer 


monadaceae; 


Halobacillus salinus 


salinus Bacteria; 


Cedecea davisae strain 
ria; Proteobacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Microbulbifer 
ulbifer salipaludis 
Microbulbifer. 
Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Amphibacillus 
acillus fermentum 


Lactobacillus 
0 Lactobacillus 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


ref|NR_025129.1 
2285990 228738 


Thioalkalivibrio 
3 Thioalkalivibrio 


thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 


171632 Bacteria_16S 2345358 2345287 8 79 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

171632 Bacteria_16S 2381753 2381682 8 79 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 2389400 2389329 8 79 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

171632 Bacteria_16S 2398426 2398355 8 79 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

171632 Bacteria_16S 2402982 2402911 8 79 gi| 219857458 |ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

171632 Bacteria_16S 2427522 2427451 8 79 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

171632 Bacteria_16S 2431952 2431881 8 79 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

171632 Bacteria_16S 2444147 2444076 8 79 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

171632 Bacteria_16S 2445693 2445622 8 79 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

171632 Bacteria_16S 2453320 2453249 8 79 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

171632 Bacteria_16S 2456332 2456261 8 79 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 2455783 2457213 Aeromonas 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonadaceae; Aeromonas. 

171632 Bacteria_16S 2462300 2462229 8 79 gi| 219857408 |ref|NR_024996.1| Raoultella planticola 
strain ATCC 33531 16S ribosomal RNA, partial sequence 2461740 2463175 Raoultella planticola 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 

171632 Bacteria_16S 2465366 2465295 8 79 gi| 219857406 |ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

171632 Bacteria_16S 2469971 2469900 8 79 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioalkalivibrio nitratis 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
171632 Bacteria_16S 2519675 2519604 8 79 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

171632 Bacteria_16S 2524233 2524162 8 79 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 

171632 Bacteria_16S 2533341 2533270 8 79 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

171632 Bacteria_16S 2620278 2620207 8 79 gi|219857252|ref|NR_024883.1| Kluyvera georgiana 
strain ATCC 51603 16S ribosomal RNA, partial sequence 2619736 2621149 Kluyvera georgiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

171632 Bacteria_16S 2621752 2621681 8 79 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

171632 Bacteria_16S 2627904 2627833 8 79 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

171632 Bacteria_16S 2632368 2632306 17 79 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 
strain ACAM 81 16S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

171632 Bacteria_16S 2633918 2633847 8 79 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

171632 Bacteria_16S 2635407 2635336 8 79 gi|219857234|ref|NR_024862.1| Citrobacter werkmanii 


strain CDC 0876-5 


8 16S ribosomal RNA, partial sequence 


2634842 2636362 Citrobacter werkmanii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


171632 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


171632 Bacteria_16S 


campinasensis str 
campinasensis Bac 


171632 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


171632 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


171632 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


171632 Bacteria_16S 


MA001 16S ribosom 
Bacillales; Bacil 


171632 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


171632 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


171632 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; D 


171632 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


171632 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


171632 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


171632 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


171632 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


171632 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


171632 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


171632 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


171632 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


171632 Bacteria_16S 


stanieri strain A’ 


stanieri Bacteria; 


Marinobacterium. 


171632 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


171632 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


171632 Bacteria_16S 


halophilum strain 
halophilum Bacter 


2636971 2636900 8 79 gi| 219857233 
1 16S ribosomal RNA, partial sequence 26364 
ammaproteobacteria; Enterobacteriales; Enterobac 

2643184 2643113 8 79 gi| 219857229 
ain 324 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Paenibacillaceae; 

2673200 2673129 8 79 gi|219857207 
rain OND 32 16S ribosomal RNA, complete sequence 
cteria; Firmicutes; Lactobacillales; Lactobacill 

2679273 2679202 8 79 gi| 219857203 
ain IS40-3 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Bacillaceae; Lent 

2697055 2696984 8 79 gi| 219857190 
rain TH13 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Bacillales; Bacillaceae; Ano 

2698609 2698538 8 79 gi| 219857189 
al RNA, partial sequence 2698052 2699555 Bacil 
laceae; Bacillus. 

2706247 2706176 8 79 gi| 219857184 
ain T-2-2 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Bacillales Family 

2712149 2712078 8 79 gi| 219857180 
ibosomal RNA, partial sequence 2711598 27129 
lales; Bacillaceae; Bacillus. 

2713592 2713521 8 79 gi| 219857179 
ribosomal RNA, partial sequence 2713036 27145 
eltaproteobacteria; Myxococcales; Enhygromyxa. 

2725825 2725754 8 79 gi|219857170 
ribosomal RNA, partial sequence 2725265 27267 
lales; Bacillaceae; Bacillus. 

2730422 2730351 8 79 gi| 219857167 
ribosomal RNA, partial sequence 2729867 27313 
eltaproteobacteria; Myxococcales; Nannocystineae 

2763027 2762956 8 79 gi|219857142 
16S ribosomal RNA, partial sequence 2762542 27639 
acteria; Gammaproteobacteria; Enterobacteriales; 

2764543 2764472 8 79 gi|219857141 
S ribosomal RNA, partial sequence 2763991 27654 
ammaproteobacteria; Enterobacteriales; Enterobac 

2766059 2765988 8 79 gi| 219857140 
S ribosomal RNA, partial sequence 2765507 27669 
ammaproteobacteria; Enterobacteriales; Enterobac 

2769080 2769009 8 79 gi| 219857138 
S ribosomal RNA, partial sequence 2768556 27700 
lales; Bacillaceae; Bacillus. 

2781231 2781160 8 79 gi| 219857129 

ribosomal RNA, partial sequence 2780730 27821 
ammaproteobacteria; Thiotrichales; Thiotrichacea 

2782697 2782626 8 79 gi| 219857128 
ibosomal RNA, partial sequence 2782197 27836 
ammaproteobacteria; Thiotrichales; Thiotrichacea 

2788912 2788841 8 79 gi| 219857124 
n TB 16S ribosomal RNA, partial sequence 27883 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

2855550 2855479 8 79 gi| 219856887 

16S ribosomal RNA, partial sequence 28549 
ammaproteobacteria; Enterobacteriales; Enterobac 

2866348 2866277 8 79 gi| 219856880 
TCC 27130 16S ribosomal RNA, partial sequence 
; Proteobacteria; Gammaproteobacteria; Alteromon 

2872626 2872555 8 79 gi| 219856876 
6S ribosomal RNA, partial sequence 2872057 28735 
lales; Bacillaceae; Bacillus. 

2874216 2874145 8 79 gi| 219856875 
n ATCC53909 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Pullulanibacillus. 

2877373 2877302 8 79 gi| 219856873 

DSM4771 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Bacillales; Bacillaceae; Salimic 
2880503 2880432 8 79 gi| 219856871 


171632 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ref|NR_024861.1| Citrobacter farmeri 
13 2637923 Citrobacter farmeri Bacteria; 
teriaceae; Citrobacter. 
ref|NR_024857.1| Paenibacillus 

2642624 2644131 Paenibacillus 
Paenibacillus. 
ref |NR_024835.1| Lactobacillus 

2672606 2674164 Lactobacillus 
aceae; Lactobacillus. 
ref |NR_024831.1| Lentibacillus 

2678696 2680219 Lentibacillus 
ibacillus. 
ref|NR_024818.1| Anoxybacillus 

2696496 2698001 Anoxybacillus 
xybacillus. 
ref|NR_024817.1| Bacillus asahii strain 
lus asahii Bacteria; Firmicutes; 
ref|NR_024812.1| Exiguobacterium 

2705678 2707191 Exiguobacterium 
XII. Incertae Sedis; Exiguobacterium. 
ref|NR_024808.1| Bacillus vietnamensis 
85 Bacillus vietnamensis Bacteria; 
ref|NR_024807.1| Enhygromyxa salina 
15 Enhygromyxa salina Bacteria; 
ref|NR_024798.1| Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 
ref|NR_024795.1| Plesiocystis pacifica 
50 Plesiocystis pacifica Bacteria; 

; Nannocystaceae; Plesiocystis. 
ref|NR_024770.1| Edwardsiella tarda 

40 Edwardsiella tarda ATCC 15947 
Enterobacteriaceae; Edwardsiella. 
ref|NR_024769.1| Edwardsiella ictaluri 
56 Edwardsiella ictaluri Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024768.1| Edwardsiella hoshinae 
72 Edwardsiella hoshinae Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024766.1| Bacillus okuhidensis 
07 Bacillus okuhidensis Bacteria; 


’ 


ref|NR_024757.1| Thiothrix flexilis 

46 Thiothrix flexilis Bacteria; 

e; Thiothrix. 

ref|NR_024756.1| Thiothrix disciformis 

12 Thiothrix disciformis Bacteria; 

e; Thiothrix. 

ref|NR_024752.1| Paenibacillus 

65 2789727 Paenibacillus koleovorans 

ref|NR_024706.1| Pseudomonas flectens 

85 2856506 Pseudomonas flectens Bacteria; 

teriaceae. 

ref|NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 

adales; Alteromonadaceae; 

ref|NR_024695.1| Bacillus niacini 


82 Bacillus niacini Bacteria; 


ref|NR_024694.1| Pullulanibacillus 
2873633 2875172 Pullulanibacillus 
ref|NR_024692.1| Salimicrobium 
2876799 2878315 Salimicrobium 
robium. 
ref|NR_024690.1| Bacillus carboniphilus 


2879945 2881448 Bacillus carboniphilus Bacteria; 


171632 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
171632 Bacteria_16S 


strain GTC848 16S 
Firmicutes; 


strain IFO 15467 


Lacto 
171632 Bacteria_16S 


ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2930549 2930478 8 79 


Streptoc 
gi 


2924131 29254 


16S ribosomal RNA, partial sequence 2930007 29314 


occus. 
219856836 


69 Streptococcus 


ref|NR_024655.1 
58 Oceanobacter 


2885069 2884998 8 79 gi|219856866|ref|NR_024685.1| Sphingomonas 
S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
2924669 2924598 8 79 gi|219856840|ref|NR_024659.1| Streptococcus peroris 


peroris Bacteria; 


Oceanobacter kriegii 


kriegii Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

171632 Bacteria_16S 2935076 2935005 8 79 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
171632 Bacteria_16S 2945716 2945645 8 79 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

171632 Bacteria_16S 2947274 2947203 8 79 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

171632 Bacteria_16S 2948764 2948693 8 79 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

171632 Bacteria_16S 2950252 2950181 8 79 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

171632 Bacteria_16S 2951753 2951682 8 79 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

171632 Bacteria_16S 2953251 2953180 8 79 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

171632 Bacteria_16S 2966823 2966752 8 79 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

171632 Bacteria_16S 2983659 2983588 8 79 gi|219846934|ref|NR_026526.1| Bacillus vedderi 


strain JaH 16S ri 
Firmicutes; Bacil 


171632 Bacteria_16S 2998856 2998785 8 79 gi|219846924|ref|NR_026516.1 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 299981 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

171632 Bacteria_16S 3000430 3000359 8 79 gi|219846923|ref|NR_026515.1 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

171632 Bacteria_16S 3001997 3001926 8 79 gi|219846922|ref|NR_026514.1 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

171632 Bacteria_16S 3042880 3042809 8 79 gi|219846894|ref|NR_026486.1 
strain lacT 16S ribosomal RNA, partial sequence 3042319 3043795 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
171632 Bacteria_16S 3067135 3067064 8 79 gi| 219846877 |ref|NR_026469.1 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 30679 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

171632 Bacteria_16S 3073028 3072957 8 79 gi| 219846873 |ref|NR_026465.1 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 30738 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

171632 Bacteria_16S 3140610 3140539 8 79 gi|219846828|ref|NR_026420.1 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacte 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

171632 Bacteria_16S 3142169 3142098 8 79 gi| 219846827 |ref|NR_026419.1 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 31431 


Firmicutes; Bacil 


171632 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


171632 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


eria; 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


lales; Bacillales Family XI. 
3149717 3149646 8 

DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3151232 3151161 8 79 gi 
in KMS2 16S ribosomal RNA, partial seq 
Proteobacteria; Deltaproteobacte 


Incertae 
79 gi 


171632 Bacteria_16S 


3209063 3208992 8 79 gi 


2983106 29845 


eq 


ue 
ri 


Sedis; 
219846822 
uence 

a; Chromat 
219846821 
nce 


a; Desul 


219846782 


iale 


fovi 


ref 
3 


NR_026414.1 
149167 315062 
s; Chromatia 
NR_026413.1 
150676 315218 
brionales; D 


ref 


w 


ref 


83 Bacillus vedderi Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Brevibacillus 
acillus thermoruber 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Thiolamprovum 

5 Thiolamprovum 
ceae; Thiolamprovum. 
Desulfovibrio 

4 Desulfovibrio 
esulfovibrionaceae; 


NR_026374.1 


Sphingomonas mali 


strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 


Proteobacteria; A 


lphaproteobacteria; Sphingomonadales; 


Sphingomonadaceae; 


Sphingomonas. 


171632 Bacteria_16S 
strain IFO 15498 


Proteobacteria; 


171632 Bacteria_16S 
strain Z-7935 16S ribosomal RNA, partial 
Proteobacteria; 


hydrogenovorans 
hydrogenovorans 


3210555 3210484 8 


Alphaproteobacteria; 
3244000 3243929 8 


Bacteria; 


Desulfonatronovibrio. 


171632 Bacteria_16S 
ATCC19120 16S rib 


Bacillales; 


171632 Bacteria_16S 
strain ATCC 13313 


Proteobacteria; 


171632 Bacteria_16S 
strain ATCC 29903 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 


171632 Bacteria_16S 
sulfidovorans str 
sulfidovorans Bacteria; 


Methylophaga. 


171632 Bacteria_16S 


strain DSM 6035 
Firmicutes; 


strain DSM 4864 
Firmicutes; 


171632 Bacteria_16S 
strain DSM 20748 

Bacil 
171632 Bacteria_16S 
marismortui strai 
marismortui Bacteria; 
Chromohalobacter. 
171632 Bacteria_16S 
strain ATCC 33048 
Firmicutes; 
171632 Bacteria_16S 


Firmicutes; 


Bacteria; 


3245541 3245470 8 
Listeria. 
3271004 3270933 8 


3272542 3272471 8 


3299936 3299865 8 
Proteobacteria; 


3304622 3304551 8 
at 


3306162 3306091 8 
ai 


3362516 3362445 8 


lales; Bacillaceae; 
3385294 3385223 8 


Proteobacteria; 
3411025 3410954 8 


Clostridia; 
3444924 3444853 8 


Lactobacillaceae; 


Lactobacillaceae; 


79 


79 


79 


osomal RNA, partial sequence 
Listeriaceae; 


79 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 


n ATCC 17056 16S ribosomal RNA, partia 
Gammaproteobacteria; 


79 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillone 


79 


Deltaproteobacteria; 


gi|219846781 


16S ribosomal RNA, partial sequence 3210062 32115 
Sphingomonadales; 


Sphingomon 
219846758 

sequence 

De 


gi 


gi| 219846757 
3244997 32464 


219846740 
32704 


gi 


ain RB-1 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 3304055 33055 
Lactobacillales; 
171632 Bacteria_16S 
6S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillales; 


16S ribosomal RNA, partial sequence 3361953 33634 


Enterobac 

79 gi| 219846739 

32719 

Enterobac 

79 gi|219846721 

Gammaproteobacteria; Thio 

79 gi|219846718 
Lactobacillus. 

79 gi| 219846717 
Lactobacillus. 

79 gi|219846675 

Salimicrobium. 
719 gi|219846659 


1 sequence 


Oceano 


219846637 
34104 

llaceae; 

219846613 


gi 


gi 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 34443 


Bacteria; 


Firmicutes; 
171632 Bacteria_16S 


Clostridia; 
3534574 3534503 8 


Clostridiales; Veillone 


79 


llaceae; 


gi| 219846553 


pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 


pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; 

171632 Bacteria_16S 3536141 3536070 8 79 gi| 219846552 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 35370 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 3537699 3537628 8 79 gi|219846551 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 35386 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 3539268 3539197 8 79 gi| 219846550 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 35402 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 3540840 3540769 8 79 gi| 219846549 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 35417 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 3542397 3542326 8 79 gi| 219846548 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 35433 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 3543951 3543880 8 79 gi|219846547 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 35448 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 3545507 3545436 8 79 gi|219846546 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 35464 
Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 3609547 3609476 8 79 gi|219846499 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

171632 Bacteria_16S 3611028 3610957 8 79 gi|219846498 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 36104 


Firmicutes; 


strain : 


Bacil 
171632 Bacteria_16S 
CIP 7430 16S ribosomal RNA, partial sequence 


lales; Planococcaceae; 
3612503 3612432 8 


Planococcus. 
79 


gi|219846497 


ref 


adac 
ref 


sulf 


ref 


ref 


teri 
ref 


teri 
ref 


tric 


ref 


ref 


ref 


ref 
spir 
ref 


Dia 
ref 


Suc 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


03 Sphingomonas 


3243444 32449 


47 3271933 Shige 


84 3273471 Shige 


3384746 33861 


52 3411955 Diali 


50 3445854 Succin 


88 Bacillus 


44 Bacillus 


15 Bacillus 


87 Bacillus 


42 Bacillus 


98 Bacillus 


51 3611882 Planoc 


NR_026373.1 


eae; Sphingo 
NR_026350.1 
4 
ovibrionales 


NR_026349.1 


NR_026332.1 
1 
aceae; Shige 
NR_026331.1 
1 
aceae; Shige 
NR_026313.1 


3299393 330087 


hales; Pisci 


NR_026310.1 


44 Lactobacillus 


NR_026309.1 


06 Lactobacillus 


NR_026267.1 


41 Salimicrobium 


NR_026251.1 
6 


illales; Hal 


NR_026229.1 
s 
lister. 
NR_026205.1 


ciniclasticu 


NR_026144.1 


NR_026143.1 


NR_026142.1 


NR_026141.1 


NR_026140.1 


NR_026139.1 


NR_026138.1 


54 Bacillus cohnii Bacteria; 


NR_026091.1 


NR_026090.1 


ref 


NR_026089.1 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


Sphingomonas pruni 


pruni Bacteria; 


monas. 

Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Salimicrobium album 
album Bacteria; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Dialister pneumosintes 
ter pneumosintes 


Succiniclasticum 
iclasticum ruminis 
m. 

Bacillus 
4 Bacillus 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Aeromonas bestiarum 


3611933 3613434 Aeromonas bestiarum Bacteria; 


171632 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


171632 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


171632 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


171632 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


171632 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


171632 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


171632 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


171632 Bacteria_16S 


strain 1846 16S 
Proteobacteria; G 


171632 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


171632 Bacteria_16S 


sporothermodurans 
sporothermodurans 


171632 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


171632 Bacteria_16S 


allosaccharophila 
allosaccharophila 
Aeromonas. 


171632 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


171632 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


171632 Bacteria_16S 


strain 4229 16S r 
Tenericutes; Moll 


171632 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


171632 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


171632 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


171632 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


171632 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


171632 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


171632 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


3630530 3630459 8 79 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3632055 3631984 8 79 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3667205 3667134 8 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3668710 3668639 8 79 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670217 3670146 8 79 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3671724 3671653 8 79 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673233 3673162 8 79 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


gi 


3674738 3674667 8 79 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3692961 3692890 8 79 gi 


gi 


acteria; Gammaproteobacteria; Methyloc 
3723045 3722974 8 79 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3811342 3811271 8 79 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3812897 3812826 8 79 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


3828222 3828151 8 79 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3835592 3835521 8 79 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3859801 3859734 11 78 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3861347 3861276 8 79 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
3862898 3862836 17 79 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3872013 3871942 8 79 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3873600 3873529 8 

16S ribosomal RNA, partial 
tes; Bacillales; Bacillales Family XI. 
3904414 3904343 8 79 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
3913457 3913386 8 79 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3930406 3930335 8 79 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 


gi 


Incertae 
79 gi 
sequence 


171632 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


219846485 


3629961 36314 


; Geobacte 
219846484 


3631486 36329 


; Geobacte 
219846459 
36666 
cteriales; 
219846458 


3668184 36696 


Enterobac 
219846457 


3669690 36711 


Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


219846454 


3674212 36756 


Enterobac 
219846442 
36924 
occales; M 
219846419 
1 sequence 
illaceae; 

219846355 
38107 
e; Carnoba 
219846354 
artial seq 
bacteria; 


219846344 

38276 

cteriales; 
219846338 


3835060 38365 


Halomonad 
219846322 


3859256 38606 


219846321 


3860745 3862279 Lacto 


219846320 


3862330 38638 


e; Rikenel 
219846314 


3871442 38729 


Sedis; 
219846313 
38730 
Incertae 

219846292 
tial seque 
illaceae; 

219846285 


3912908 39143 


Enterobac 
219846274 
1 sequence 
caceae; Pl 
219846253 


3958317 3958246 8 79 gi 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; 


quence 


Sporolactobacillaceae; 


ref|NR_026077.1 


race 
ref 


ae; Geobacte 
NR_026076.1 


raceae; Geobacte 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026049.1 


teri 
ref 


aceae; Erwin 
NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 


ref|NR_026045.1 
teriaceae; Panto 
ref|NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025945.1 
uence 381232 
Aeromonadales; A 


ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref |NR_025928.1 


acea 
ref 


e; Halomona 
NR_025912.1 


ref 
baci 


NR_025911.1 
llus reuteri 
ref|NR_025910.1 


la. 


ref |NR_025904.1 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref |NR_025882.1 
nce 390383 
Paenibacillus. 
ref|NR_025875.1 


teriaceae; Xenor 
ref |NR_025864.1 

3929851 393132 
anomicrobium. 
ref |NR_025843.1 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


Es 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


te 
Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 

Methylosphaera 

osphaera hansonii 
Methylosphaera. 
Bacillus 

9 Bacillus 


Carnobacterium 
acterium funditum 


Aeromonas 
7 3813828 Aeromonas 
eromonadaceae; 


Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 
Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
s. 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella. 


Gemella haemolysans 
a haemolysans ATCC 10379 


Paenibacillus 
4 3905341 Paenibacillus 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Planomicrobium 
2 Planomicrobium 


3957761 395924 
Sporolacto 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 


171632 Bacteria_16S 3959850 3959779 8 79 gi|219846252|ref|NR_025842.1 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 39607 

Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 3993668 3993597 8 79 gi|219846229|ref|NR_025819.1 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 39945 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

171632 Bacteria_16S 4004148 4004077 8 79 gi|219846222|ref|NR_025812.1 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 400502 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

171632 Bacteria_16S 4005609 4005538 8 79 gi|219846221|ref|NR_025811.1 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 400647 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alte 
Salinimonas. 

171632 Bacteria_16S 4008626 4008555 8 79 gi|219846217|ref|NR_025807.1 
strain 848 16S ribosomal RNA, partial sequence 4008054 40095 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
171632 Bacteria_16S 4013185 4013122 17 79 gi|219846214|ref|NR_025804.1 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 40140 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyell 
171632 Bacteria_16S 4017638 4017567 8 79 gi|219846211|ref|NR_025801.1 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 40185 

Proteobacteria; Gammaproteobacteria; Kangiella. 

171632 Bacteria_16S 4019180 4019109 8 79 gi|219846210|ref|NR_025800.1 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 
171632 Bacteria_16S 
flavimaris strain 


flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

171632 Bacteria_16S 4041996 4041925 8 79 gi|219846195|ref|NR_025785.1 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 4043528 4043457 8 79 gi|219846191|ref|NR_025781.1 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 404443 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
171632 Bacteria_16S 4067537 4067506 45 76 gi|219846174|ref|NR_025764.1 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 40685 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
171632 Bacteria_16S 4069077 4069046 45 76 gi|219846173|ref|NR_025763.1 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 40700 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
171632 Bacteria_16S 4070640 4070569 8 79 gi|219846172|ref|NR_025762.1 
strain PVl 16S ribosomal RNA, partial sequence 4070099 40715 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

171632 Bacteria_16S 4102345 4102274 8 79 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

171632 Bacteria_16S 4105344 4105273 8 79 gi|219846149|ref|NR_025739.1 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

171632 Bacteria_16S 4131144 4131073 8 79 gi|219846126|ref|NR_025716.1 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

171632 Bacteria_16S 4132718 4132647 8 79 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

171632 Bacteria_16S 4169700 4169629 8 79 gi|219846100|ref|NR_025690.1 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 
171632 Bacteria_16S 4191160 4191089 8 79 gi|219846081|ref|NR_025671.1 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 419208 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alter 
Marinobacter. 

171632 Bacteria_16S 4197186 4197115 8 79 gi| 219846077 |ref|NR_025667.1 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

171632 Bacteria_16S 4198608 4198537 8 79 gi|219846076|ref|NR_025666.1 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 419951 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
171632 Bacteria_16S 4209165 4209094 8 79 gi|219846069|ref|NR_025659.1 


salicampi strain SF-20 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 


4020726 4020655 8 


Bacillales; Bacillaceae 


79 


v 


SW-156 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteri 


gi 


a; 


219846209 
SW-145 16S ribosomal RNA, partial seque 


nce 4018632 402012 
Alteromonadales; Altero 


ref|NR_025799.1 


nce 4020178 402167 


77 Bacillus firmus Bacteria; 


Bacillus firmus strain 
Firmicutes; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Pontibacillus 
0 Pontibacillus 


Salinimonas 
7 Salinimonas 


romonadaceae; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 
Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 


monadaceae; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Marinobacter 

8 Marinobacter 

omonadaceae; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Paenibacillus 
0 Paenibacillus 


4208591 4210111 Lentib 


Lentibacillus. 


Lentibacillus 
acillus salicampi 


171632 Bacteria_ 


Bacillales; 
171632 Bacteria_ 


strain F2R9 16S r 
G 


Proteobacteria; 
171632 Bacteria_ 


marimammalium str 
marimammalium Bac 


171632 Bacteria_ 


strain U 5/41 16S 
G 


Proteobacteria; 
171632 Bacteria_ 


abactoclasticum s 
abactoclasticum B 


171632 Bacteria_ 


daecheongense str 
daecheongense Bac 


Chryseobacterium. 
171632 Bacteria_ 


strain K 1/K2 16S 
Sp 


Bacteroidetes; 
171632 Bacteria_ 


thermohalophila s 
thermohalophila B 


171632 Bacteria_ 


defluvii strain B 
Bactero 


Bacteria; 
171632 Bacteria_ 


strain VPB 4027 1 
Fus 
171632 Bacteria_16S 
strain 9A01 16S r 
G 
171632 Bacteria_16S 
ferriphilum strai 
Bacteria; Nitrosp 
171632 Bacteria_16S 
strain DSM 2588 1 
Sp 
171632 Bacteria_16S 


Fusobacteria; 


Proteobacteria; 


Bacteroidetes; 


Bacil 


16S 
laceae; 
16S 
16S 
teria; 


16S 


16S 298543 


acteria; 
16S 565927 


teria; 


16S 570474 


16S 591396 


acteria; 
16S 621759 


idetes; 


16S 633938 


747285 


795572 


940724 


974743 


strain T-3 16S ribosomal RNA, 


Bacteroidetes; 


Bacteria; 


Bacteroidetes; 


Flavobacteria; 


Bacteroidetes; 


Lactobacillales; 


171632 Bacteria_16S 
gonidiaformans st 
gonidiaformans AT 
171632 Bacteria_16S 
ayderensis strain 
Firmicu 
171632 Bacteria_16S 
kestanbolensis st 
kestanbolensis Bacteria; 
171632 Bacteria_16S 


Bacteria; 


Sp 
171632 Bacteria_16S 
japonensis strain 
Bactero 
171632 Bacteria_16S 
strain QSSC1-22 1 
Fl 
171632 Bacteria_16S 
AT1047 16S riboso 
Fl 
171632 Bacteria_16S 
strain AT1013 16S 
Fl 
171632 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


idetes; 


avobacteria; 


avobacteria; 


Weissella. 


4221453 4221382 8 
JMM-4 16S ribosomal RNA, partial sequence 
Anaerobacillus. 
4234996 4234925 8 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
4242481 4242410 8 
ain M54/01/1 16S ribosomal RNA, partia 
Firmicutes; Lactobacillales; 
4245502 4245431 8 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


hingobacteria; 


Flavobacteria; 


obacteriales; 


hingobacteria; 


hingobacteria; 
1061702 1061640 17 
758 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
1125045 1124983 17 

6S ribosomal RNA, partial sequence 1124514 11259 


1273039 1272977 17 

mal RNA, partial sequence 
avobacteriales; 
1274461 1274399 17 
ribosomal RNA, partial sequence 


1288042 1287980 8 


1358001 1357939 8 
rain ATCC 25563 16S ribosomal RNA, partial sequence 
Cc 25563 Bacteria; 
1554677 1554615 8 
ABO4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillaceae; Anoxybac 
1562096 1562034 8 
rain K4 16S ribosomal RNA, partial sequence 
Firmicutes; 
1714376 1714314 17 


79 


79 


79 


79 


298474 10 


79 


565865 17 79 


570412 17 79 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


591334 17 79 


621697 17 79 


633876 8 70 


Fusobacteriaceae; 
747251 45 79 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 


795538 45 79 


940662 17 79 


974681 17 79 
partial sequence 


79 


79 


Flavobacteriales; 
719 


79 


Flavobacteriales; 


70 


70 


70 


70 


Bacillales; 
79 


Flavobacteria; 


Bacteroidia; 


Sphingobacteriales; 


Flavobacteriaceae; 


Fusobacteria; 


gi 


gi 


4234473 42358 
nterobac 


gi 


gi 


gi 


train 6-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Anae 


gi 


ain CPW406 16S ribosomal RNA, partial 
Bacteroidetes; 


gi 


gi 


train Fru22 16S ribosomal RNA, partial 
Bacteroidetes; 


gi 


2 16S ribosomal RNA, partial sequence 
Flavobacteriale 


gi 


st 


F 


Sph 


B 


219846060 


4220889 4222400 Bacil 


219846045 


E 
219846040 
1 


219722938 


4244934 42463 
Enterobac 


265678861 
equence 


265678675 
sequence 


265678672 


569932 57142 
ingobacter 


265678658 
sequence 


265678637 
62122 
S; 
265678628 


6S ribosomal RNA, partial sequence 633402 63487 


Fusobacterium. 


gi 


265678548 


746844 74816 


gi 


n P3a 16S ribosomal RNA, partial sequence 
irae; Nitrospirales; Nitrospiraceae; L 


gi 


gi 


265678515 
79504 
eptospiril 
265678418 


6S ribosomal RNA, partial sequence 940206 94166 
Sphingobacteriales; Chitinophagac 


265678394 


974224 97564 


gi 


Sphingobacter 


gi 


gi 


Bacill 
gi 


Sap 


265678336 

10611 

iales; 
224581403 


15541 
illus. 
219846143 


aceae; 
219878398 


faecium strain DSM 11690 16S ribosomal RNA, partial sequence 


faecium Bacteria; 
Sphingobacterium. 


Bacteroidetes; 


Sphingobacteria; 


Sphingobacteriales; 


sequence 
reptococcaceae 


roplasmata 


lavobacter 


acteroidal 


Flavobacter 


oraxellace 


rospiraceae; 


Chitinophagaceae; 


Anoxybacillus. 


ref 
lus 


NR_025650.1 
macyae Bacte 


Bacillus macyae strain 
ria; Firmicutes; 


ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 
teriaceae; Klebsiella. 
ref|NR_025630.1] Streptococcus 
4241925 4243424 Streptococcus 
; Streptococcus. 
ref|NR_024570.1| Escherichia coli 
83 Escherichia coli Bacteria; 
teriaceae; Escherichia. 
ref|NR_029167.1] Anaeroplasma 
298000 299445 Anaeroplasma 
les; Anaeroplasmataceae; Anaeroplasma. 
ref|NR_028980.1| Chryseobacterium 
565378 566823 Chryseobacterium 
iales; Flavobacteriaceae; 


ref|NR_028977.1| Pedobacter africanus 
1 Pedobacter africanus Bacteria; 
iaceae; Pedobacter. 

ref|NR_028963.1] Anaerophaga 

590846 592357 Anaerophaga 

es; Marinilabiaceae; Anaerophaga. 
ref|NR_028942.1| Chryseobacterium 

9 622643 Chryseobacterium defluvii 
iaceae; Chryseobacterium. 

ref |NR_028933.1| Fusobacterium equinum 
3 Fusobacterium equinum Bacteria; 


ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_028720.1| Chitinophaga pinensis 
3 Chitinophaga pinensis Bacteria; 

eae; Chitinophaga. 

ref|NR_028696.1| Lewinella persicus 

2 Lewinella persicus Bacteria; 
Lewinella. 
ref |NR_028638.1| Chitinophaga 

67 1062648 Chitinophaga japonensis 
Chitinophaga. 
ref|NR_027184.1| Cryomorpha ignava 
35 Cryomorpha ignava Bacteria; 


Acinetobacter gerneri 
gerneri Bacteria; 

Ls 

Leptospirillum 
pirillum ferriphilum 


Cryomorphaceae; Cryomorpha. 
gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Sejongia. 
gi|219846219|ref|NR_025809.1| Sejongia antarctica 
1273959 1275312 Sejongia antarctica Bacteria; 
Flavobacteriaceae; Sejongia. 
gi|219846052|ref|NR_025642.1| Weissella soli strain 
1287447 1289004 Weissella soli Bacteria; Firmicutes; 
gi|228720055|ref|NR_027588.1| Fusobacterium 
1357540 1358872 Fusobacterium 
Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
gi|219857209|ref|NR_024837.1| Anoxybacillus 


24 1555535 Anoxybacillus ayderensis 


ref|NR_025733.1 
1561538 156291 


Anoxybacillus 
3 Anoxybacillus 


ref|NR_025537.1| Sphingobacterium 
1713828 1715321 Sphingobacterium 
Sphingobacteriaceae; 


171632 Bacteria_16S 
strain AJ2502 16S 
Bacteroidetes; 
171632 Bacteria_16S 


Sphingobacteria; 


1715910 1715848 17 


1718986 1718924 17 


79 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


79 


strain A37 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
171632 Bacteria_16S 
strain WAL 14325 
Fusobacteria; 
171632 Bacteria_16S 


Sphingobacteria; 


Fusobacteriales; 


1720532 1720470 8 


1919615 1919553 17 


Sphingobacteriales; 


70 


Fusobacteriaceae; 


79 


gi 


gi 


219878397 


1715372 17168 
Sphingobacteriaceae; 


219878395 


1718445 17199 


gi 


Sphingobacteriaceae; 


219878394 


16S ribosomal RNA, partial sequence 1719990 17214 


Cetobacterium. 


gi 


219878248 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


joostei Bacteria; 
171632 Bacteria_16S 


scophthalmum strain LMG 13028 16S ribosomal RNA, partial 
scophthalmum Bacteria; 


Chryseobacterium. 
171632 Bacteria_16S 
strain NNO15860 1 
Bacteroidetes; 
171632 Bacteria_16S 


Bacteroidetes; 


Flavobacteria; 


1921123 1921061 17 
Bacteroidetes; 


2062996 2062934 17 


2392439 2392378 17 


Flavobacteria; 


79 


Flavobacteria; 


79 


Flavobacteriales; 


79 


gi 
Fl 


gi 


gi 


galactanivorans strain Dsij 16S ribosomal RNA, partial 
Flavobacteria; 


galactanivorans Bacteria; 


171632 Bacteria_16S 


Bacteroidetes; 
2423080 2423018 17 


79 


gi 


sublithincola strain QSSC9-3 16S ribosomal RNA, partial 


sublithincola Bacteria; 


171632 Bacteria_16S 


Bacteroidetes; 
2566326 2566264 8 


Flavobacteria; 


70 


gi 


acidaminophila strain DSM 3853 16S ribosomal RNA, parti 


acidaminophila Bacteria; 


171632 Bacteria_16S 
strain KMM 3677 1 
Bacteroidetes; 
171632 Bacteria_16S 
strain KMM 3676 1 
Bacteroidetes; 
171632 Bacteria_16S 
strain KMM 3526 1 
Bacteroidetes; 
171632 Bacteria_16S 
strain KMM 3664 1 
Bacteroidetes; 
171632 Bacteria_16S 
islandicus strain 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Firmicutes; 
2683826 2683764 17 


2685268 2685206 17 


2686737 2686675 17 


2710669 2710607 17 


3287670 3287636 45 


Clostridia; 


79 


Flavobacteriales; 


79 


Flavobacteriales; 


79 


Flavobacteriales; 


79 


79 


Clostr 
gi 


219878247 
sequence 


219878148 


6S ribosomal RNA, partial sequence 2062466 20639 
Flavobacteriaceae; 


219857465 
sequence 


219857443 
sequence 


Flavobacteriales; 


219857290 
al sequenc 


219857200 


6S ribosomal RNA, partial sequence 2683309 26847 


Flavobacteriaceae 


gi 


219857199 


6S ribosomal RNA, partial sequence 2684767 26861 


Flavobacteriaceae 


gi 


219857198 


6S ribosomal RNA, partial sequence 2686201 26876 


Flavobacteriaceae 


gi 


Flavoba 
gi 


Rlha3 16S ribosomal RNA, partial sequ 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; T 


171632 Bacteria_16S 
strain NCFB 3026 
Fusobacteria; 
171632 Bacteria_16S 
gingivalis strain 
gingivalis Bacteria; 
171632 Bacteria_16S 


Fusobacteriales; 


3499714 3499652 8 


3606571 3606509 17 


3703465 3703403 17 


70 


79 


Flavobacteria; 


79 


gi 


Cetoba 
gi 


ATCC 33624 16S ribosomal RNA, partial 
Bacteroidetes; 


gi 


anatipestifer strain ATCC 11845 16S ribosomal RNA, part 


anatipestifer Bacteria; 


171632 Bacteria_16S 


AS145 16S ribosomal RNA, partial sequence 


171632 Bacteria_16S 


Bacteroidetes; 
3788595 3788529 10 


3990698 3990636 17 


Flavobacteria; 


76 


F 
gi 


219857181 


6S ribosomal RNA, partial sequence 2710175 27115 
Flavobacteriales; 


cteriaceae 
219846729 
ence 32871 
hermodesul 
219846576 


16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriaceae; 


cterium. 
219846502 
sequence 


Flavobacterial 


219846434 
ial sequen 
lavobacter 
219846371 


3788062 3789489 Ehrli 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Eh 


79 


gi 


rlichia. 
219846231 


KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Piboc 


Flavobacteria; 
171632 Bacteria_16S 
strain KMM 3951 1 
Bacteroidetes; 
171632 Bacteria_16S 
strain KMM 3949 1 
Bacteroidetes; 
171632 Bacteria_16S 


Flavobacteriales; 


Flavobacteria; 


Flavobacteria; 


4087472 4087410 17 


4088963 4088901 17 


4091950 4091888 17 


Flavobacteriaceae; 


79 


79 


79 


Pib 
gi 

Flavoba 

gi 


Flavoba 
gi 


sedimenticola strain KMM 3903 16S ribosomal RNA, partia 


sedimenticola Bacteria; 


171632 Bacteria_16S 


Bacteroidetes; 
4182033 4181971 8 


Flavobacteria; 


70 


F 
gi 


canifelinum strain RMA 12708 16S ribosomal RNA, partial 


canifelinum Bacteria; 
171632 Bacteria_16S 


strain C3H-21 16S ribosomal RNA, partial sequence 


Fusobacteria; 
4244000 4243931 10 


Fusobacteriales; 


79 


Fu 
gi 


ocella. 
219846161 


6S ribosomal RNA, partial sequence 4086933 40883 
Flavobacteriales; 


cteriaceae 
219846160 


6S ribosomal RNA, partial sequence 4088431 40898 
Flavobacteriales; 


cteriaceae 
219846158 
1 sequence 
lavobacter 
219846089 
sequence 
sobacteria 
219722939 


avobacteriales; 


Flavobacteriales; 


idiales; Veillonellaceae; 


ref|NR_025536.1 
Pedobact 
ref|NR_025534.1 
Pedobact 
ref|NR_025533.1 
59 Cetobacterium 


ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 
1920604 192206 
Flavobacte 


ref |NR_025287.1 
Cellulophaga. 
ref|NR_025053.1 
2391886 239336 
Flavoba 
ref|NR_025031.1 
2422553 242399 
Flavobact 
ref|NR_024921.1 
e 2565759 256728 
ref|/NR_024828.1 
; Zobellia. 
ref |NR_024827.1 


; Zobellia. 
ref |NR_024826.1 


; Zobellia. 
ref |NR_024809.1 
47 Cellulophaga 
; Cellulophaga. 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026168.1 
73 Cetobacterium 


ref |NR_026094.1 

3606022 360747 
es; Flavobacteri 
ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref |NR_025962.1 
chia muris Bacte 


ref 
ella 


NR_025821.1 
ponti Bacte 
ref|NR_025751.1 


; Maribacter. 
ref|NR_025750.1 


; Maribacter. 
ref|NR_025748.1 
4091411 409284 
iales; Flavobact 
ref |NR_025679.1 
181497 418295 
ceae; Fusobacter 


rs 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Cetobacterium somerae 
somerae Bacteria; 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Cellulophaga fucicola 


37 Cellulophaga fucicola Bacteria; 


Zobellia 

8 Zobellia 

cteriaceae; Zobellia. 
Aequorivita 

1 Aequorivita 

eriaceae; Aequorivita. 
Anaeromusa 

8 Anaeromusa 

Anaeromusa. 

Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Cellulophaga pacifica 


pacifica Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Cetobacterium ceti 
ceti Bacteria; 


Capnocytophaga 

4 Capnocytophaga 

aceae; Capnocytophaga. 
Riemerella 

0 Riemerella 

eriaceae; Riemerella. 
Ehrlichia muris strain 

ria; Proteobacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Fusobacterium 
4 Fusobacterium 
ium. 


ref |NR_024571.1 


Brachybacterium muris 


4243475 4244883 Brachybacterium muris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 


171632 Bacteria_16S 21675 21606 10 79 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

171632 Bacteria_16S 55122 55053 10 79 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

171632 Bacteria_16S 92620 92551 10 79 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

171632 Bacteria_16S 114210 114141 10 79 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

171632 Bacteria_16S 120334 120265 10 79 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
171632 Bacteria_16S 126472 126403 10 79 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

171632 Bacteria_16S 135571 135502 10 79 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

171632 Bacteria_16S 138598 138529 10 79 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
171632 Bacteria_16S 159912 159843 10 79 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

171632 Bacteria_16S 190415 190343 7 79 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

171632 Bacteria_16S 244282 244213 10 79 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

171632 Bacteria_16S 263750 263697 17 70 gi|265678884|ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
171632 Bacteria_16S 338429 338360 10 79 gi|265678832|ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
171632 Bacteria_16S 395617 395548 10 79 gi| 265678791 |ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

171632 Bacteria_16S 411105 411036 10 79 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

171632 Bacteria_16S 412705 412636 10 79 gi|265678779|ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

171632 Bacteria_16S 420335 420266 10 79 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

171632 Bacteria_16S 421876 421807 10 79 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 


strain YIM 70085 


J18 16S ribosomal 
Actinobacteridae; 


171632 Bacteria_16S 


strain A10 16S ri 
Actinobacteria; A 
Actinomadura. 


171632 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


171632 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


171632 Bacteria_16S 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 


albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 


ococcineae; Yaniellaceae; 
466431 466362 10 79 gi|265678740|ref|NR_029045.1 
RNA, partial sequence 465880 467346 Rothia amarae Bacteri 
Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

469430 469361 10 79 gi| 265678738 |ref|NR_029043.1 
bosomal RNA, partial sequence 468944 470395 Actinomadura 
ctinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 

513949 513880 10 79 gi|265678709|ref|NR_029014.1 
bosomal RNA, partial sequence 513446 514813 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

549072 549003 10 79 gi|265678686|ref|NR_028991.1 
ribosomal RNA, partial sequence 548509 55004 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

562908 562839 10 79 gi| 265678677 |ref|NR_028982.1 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Rothia amarae strain 
a; Actinobacteria; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Lactobacillus rossiae 
rossiae Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Acidithiobacillus 


562358 563851 Acidithiobacillus 


albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 


Acidithiobacillus. 

171632 Bacteria_16S 568932 568863 10 79 gi| 265678673 |ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
171632 Bacteria_16S 598784 598715 10 79 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 643197 643128 10 79 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

171632 Bacteria_16S 664245 664176 10 79 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

171632 Bacteria_16S 668757 668688 10 79 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

171632 Bacteria_16S 699131 699060 8 79 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 


strain 6111 16S 
Proteobacteria; 


171632 Bacteria_ 


suicloacalis str 
suicloacalis Bac 


171632 Bacteria_ 


strain YIM90005 
Actinobacteria; 


171632 Bacteria_ 


strain MOL361 16 
Firmicutes; Erys 


171632 Bacteria_ 


strain AIP313.00 
Firmicutes; Clos 


171632 Bacteria_ 


jannaschii strai 
Bacteria; Proteo 


171632 Bacteria_ 


shriftii strain 
Bacteria; Firmic 


171632 Bacteria_ 


strain VPI D 75 
Firmicutes; Clos 


171632 Bacteria_ 


strain ATCC 4354 
Firmicutes; Clos 


171632 Bacteria_ 


radiotolerans st 
radiotolerans Ba 
Kineosporiaceae; 


171632 Bacteria_ 


subroseum strain 
subroseum Bacter 
Streptosporangia 


171632 Bacteria_ 


strain VKM Ac-17 
Bacteria; Actino 
Rathayibacter. 


171632 Bacteria_ 


strain VKM Ac-18 
Actinobacteria; 


171632 Bacteria_ 


VKM Ac-1401 16S 
Actinobacteria; 


171632 Bacteria_ 


quisquiliarum st 
quisquiliarum Ba 


171632 Bacteria_ 


1139 16S ribosom 
Bacillales; Baci 


171632 Bacteria_ 


strain 14 16S ri 


ribosomal RNA, partial sequence 


Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

16S 772610 772541 10 79 gi|265678531|ref|NR_028835.1 
ain PPC79 16S ribosomal RNA, partial sequence 772034 773579 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipe 
16S 774145 774076 10 79 gi|265678530|ref|NR_028834.1 
16S ribosomal RNA, partial sequence 773630 77513 
Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
16S 798751 798682 10 79 gi| 265678513 |ref|NR_028816.1 
S ribosomal RNA, partial sequence 798207 799714 Turicibacter 
ipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacte 
16S 804889 804820 10 79 gi| 265678509 |ref|NR_028812.1 


tridia; Clostridiales; Veillonellaceae; 
16S 812600 812531 10 79 gi 
n ALM2 16S ribosomal RNA, partial seque 
bacteria; Gammaproteobacteria; Chromati 
16S 817157 817088 10 79 gi 
DSSE-1 16S ribosomal RNA, partial seque 
utes; Clostridia; Halanaerobiales; Halo 
16S 827800 827731 10 79 gi 
B-30 16S ribosomal RNA, partial sequenc 
tridia; Clostridiales; Veillonellaceae; 
16S 829376 829307 10 79 gi 
1 16S ribosomal RNA, partial sequence 
tridia; Clostridiales; Veillonellaceae; 
16S 851949 851880 10 79 gi 
rain SRS30216 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterida 
Kineococcus. 

16S 874707 874638 10 79 gi 
CY-7113 16S ribosomal RNA, partial sequ 
ia; Actinobacteria; Actinobacteridae; Ac 
ceae; Streptosporangium. 

16S 885255 885186 10 79 gi 
99 16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomycet 


n 
a 


n 
b 


e 


1 


a 


16S 886789 886720 10 79 gi 
04 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 911349 911280 10 79 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 1046612 1046543 10 79 gi 
rain BLx 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacilla 
16S 1087109 1087038 8 79 gi 
al RNA, complete sequence 
llaceae; Bacillus. 

16S 1102134 1102065 10 
bosomal RNA, partial sequence 


fo} 


fo} 


u 
Cc 


79 gi 


698584 69993 


16S ribosomal RNA, partial sequence 804384 80579 


Anaeroglo 


265678504 


81203 
Ecto 


ce 
les; 


265678501 


ce 81658 
acteroida 


265678494 


82720 
Selenomon 


265678493 


82878 
Selenomon 


265678478 


sequence 


e; Actinomycet 


265678462 


ence 
tinomycet 


265678454 


88470 


les; Micr 


265678453 


88624 


coccineae; 
265678437 
910794 91228 


265678347 


ence 


eae; Cera 


265678318 
1086532 1088056 Bacil 


265678308 
1101592 1103101 Agromyces rhizospherae Bacteria; 


1 Anaeroglobus 
bus. 
ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref |NR_028797.1 
9 828732 Seleno 
as. 
ref |NR_028796.1 
3 830273 Seleno 
as. 
ref|NR_028781.1 

851409 852783 
ales; Kineos 


ref|NR_028765.1 
874217 875635 
ales; Streptospo 


v 


ref |NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028739.1 


; Microbacteriac 
ref|NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028620.1 
lus akibai Bacte 


4 Thiocystis violascens Bacteria; 


Atopostipes 
Atopostipes 
Ss. 
Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Turicibacter sanguinis 


sanguinis Bacteria; 


ae 
Anaeroglobus geminatus 


geminatus Bacteria; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 

Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Kineococcus 
Kineococcus 
poriineae; 


Streptosporangium 
Streptosporangium 
rangineae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 
coccineae; 


eae; Leifsonia. 
Cerasibacillus 
2 Cerasibacillus 


Bacillus akibai strain 
ria; Firmicutes; 


ref|NR_028610.1 


Agromyces rhizospherae 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


171632 Bacteria_16S 


strain I-132 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


171632 Bacteria_16S 
somal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 


DSM 1552 16S ribo 


1114377 1114308 10 79 
ribosomal RNA, partial sequence 


gi 


Kineos 
1115903 1115834 10 719 gi 


ribosomal RNA, partial sequence 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipel 


171632 Bacteria_16S 


strain Esulfidel 
Proteobacteria; 


strain Se-3111 16 


1215718 1215647 8 79 gi 


1221686 1221617 10 79 
S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


171632 Bacteria_16S 


subsp. subtilis s 


subsp. 


str. Twist 16S ri 
Bacteria; Actinob 


171632 Bacteria_16S 


subtilis Bacteria; 
171632 Bacteria_16S 


1315222 1315153 10 79 gi 
train DSM 10 16S ribosomal RNA, partial 
Firmicutes; Bacillales; 
1316769 1316700 10 79 

bosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 
1448982 1448913 10 79 gi 


gi 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 


Bacteria; Actinob 


Promicromonospora. 
171632 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


171632 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; 


inopinata strain 
Bacteria; Firmicu 


171632 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


171632 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


171632 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


171632 Bacteria_16S 


strain ISP 5293 1 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


171632 Bacteria_16S 
- flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


flaccumfaciens pv 
Actinomycetales; 

strain P 297/02 1 
herbarum strain P 


herbarum Bacteria 
Curtobacterium. 


171632 Bacteria_16S 


strain P 229/10 1 


acteria; Actinobacteridae; Actinomycetal 


1457853 1457784 10 79 gi 
LCDC 89/0504 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; Ac 


1483705 1483636 10 79 
ibosomal RNA, partial sequence 


gi 


H 
1631983 1631914 10 79 gi 
143-02 16S ribosomal RNA, partial sequen 
tes; Erysipelotrichi; Erysipelotrichales 
1735670 1735601 10 79 gi 
ain R10176 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

1738715 1738646 10 79 gi 
in CCUG 44997 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

1741818 1741749 10 79 gi 
SM 11806 16S ribosomal RNA, partial sequ 
; Proteobacteria; Gammaproteobacteria; 
m. 


265678299 
1113840 11153 


265678298 
1115364 11168 


Kineosporiineae; 

1149203 1149134 10 79 gi| 253680757 |ref|NR_028005.1 
ribosomal RNA, partial sequence 1148654 11501 
Deferribacterales; Deferribacteraceae; Geovibrio. 

1165850 1165781 10 79 gi|228720470|ref|NR_027592.1 


224581404 
16S ribosomal RNA, partial sequence 1215201 12166 
Gammaproteobacteria; Oceanospirillales; 
171632 Bacteria_16S 
228716557 
Bacillaceae; 
228715851 
1316224 13177 


224581421 


224581414 


219857506 
1483159 14846 
Gammaproteobacteria; Oceanospirillales; 


171632 Bacteria_16S 219878455 


219878384 


219878382 


219878379 


Aeromonadales; 


ref|NR_028600.1 
poriineae; 


ref |NR_028599.1 


otrichaceae. 
ref|NR_027185.1 
Halomonas 
ref|NR_025495.1 
occineae; 
ref|NR_027552.1 
sequence 1314657 131617 
Bacillus. 
ref|NR_027540.1 


Micrococcineae; Trop 
ref |NR_027202.1 
1448460 1449852 Promic 


es; 


es; 


ref|NR_027195.1 
sequence 1457334 145871 
tinomycetales; Actinomyc 
ref |NR_025094.1 
alomonadaceae; Kushneria 
ref|NR_025594.1 
ce 1631420 1632923 Erysip 
; Erysipelotrichaceae; E 
ref|NR_025523.1 
quence 1735130 173662 
Actinomycetales; Actino 


ref|NR_025521.1 
sequence 1738160 173968 
Actinomycetales; 


ref|NR_025518.1 
1741287 174278 
Succinivib 


ence 


1772027 1771958 10 


1773525 1773456 10 


; Streptomyces. 
1811565 1811496 10 


1819242 1819173 10 


1820775 1820706 10 


1822299 1822230 10 


1834431 1834362 10 


79 


79 


79 


Micrococcineae; Microbacteriaceae; 
171632 Bacteria_16S 


79 


79 


79 


79 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


219878355 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 
rain ISP 5277 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


219878354 


219878328 


219878323 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
171632 Bacteria_16S 


219878322 


420/07 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Ac 


219878321 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 


219878312 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 


sequenc 
Actinomyce 


ref 


Ss 
ref 


ref 


ref 


Mi 
ref 


ref 


Mi 


83 Streptomyces 
Streptomycineae; 


e 1773034 177448 


91 Plantibacter 


1820242 182172 
tinomycetales; 


NR_025494.1 


treptomyceta 
NR_025493.1 


tales; Strep 
NR_025467.1 
partial sequ 


NR_025462.1 


crobacteriac 
NR_025461.1 


Micrococcin 
NR_025460.1 


crobacteriac 


ref 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
Kineosporiaceae; Kineosporia. 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
Kineosporiaceae; Kineosporia. 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Clostridium spiroforme 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Halomonadaceae; 
219878356 
1221167 12226 


Salana multivorans 


13 Salana multivorans Bacteria; 
Beutenbergiaceae; 


Salana. 
Bacillus subtilis 
3 Bacillus subtilis 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Promicromonospora 
romonospora aerolata 


Micrococcineae; Promicromonosporaceae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


Actinomycineae; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Curtobacterium. 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 
ococcineae; 


eae; Agreia. 


NR_025451.1 


Gulosibacter 


1833888 1835317 Gulosibacter 


molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


171632 Bacteria_16S 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


171632 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


171632 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


171632 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


171632 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


171632 Bacteria_16S 


strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
171632 Bacteria_16S 


strain L1/68 16S 


Gulosibacter. 
1848295 1848226 10 79 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1881757 1881688 10 


’ 


1 


79 gi 


ridia; Clostridiales; Veillonellaceae; S 


1883333 1883264 10 79 gi 
s 


ridia; Clostridiales; Veillonellaceae; 


1884913 1884844 10 79 gi 
ridia; Clostridiales; Veillonellaceae; S 
1901705 1901636 10 79 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1907412 1907343 10 79 gi 
16S ribosomal RNA, partial sequence 


ia 
e; 


no 
1927257 1927188 10 79 
ribosomal RNA, partial sequence 


gi 


219878303 
Actinomyc 


219878278 
6S ribosomal RNA, partial sequence 1881182 18827 


219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878276 
6S ribosomal RNA, partial sequence 1884339 18858 


219878262 


219878258 


219878243 
1926697 19282 


ref|NR_025442.1 
1847763 184924 
etal 


sequence 


ref|NR_025417.1 


ref 


poromusa 
NR_025416.1 


poromusa 


ref|NR_025415.1 


poromusa. 
ref|NR_025401.1 
1 sequence 1901160 190257 


Actinomycetales; Actino 


ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref |NR_025382.1 


19068 
mycineae 


es; Actinomy 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

171632 Bacteria_16S 1951712 1951643 10 79 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
171632 Bacteria_16S 1954646 1954577 10 79 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

171632 Bacteria_16S 1980436 1980367 10 79 gi| 219878208 |ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

171632 Bacteria_16S 2035282 2035213 10 79 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

171632 Bacteria_16S 2050872 2050803 10 79 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

171632 Bacteria_16S 2053974 2053905 10 79 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

171632 Bacteria_16S 2060053 2059984 10 79 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

171632 Bacteria_16S 2066039 2065970 10 79 gi| 219878146 |ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
171632 Bacteria_16S 2140612 2140543 10 79 gi| 219857641 |ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

171632 Bacteria_16S 2149709 2149640 10 79 gi|219857635|ref|NR_025224.1| Prauserella halophila 


strain YIM 90001 
Actinobacteria; A 


171632 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


171632 Bacteria_16S 


strain PK-Blue 16 
Actinobacteria; A 


171632 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


16S rib 
ctinobacteridae; Actinomycetales; Pseudo 
2155634 2155565 10 79 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 

Rubrobacter. 
2167822 2167753 10 79 

S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2183016 2182947 10 79 gi 
ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


Actinomyces. 


qu 
Ru 


gi 


pt 


qu 
e; 


171632 Bacteria_16S 


osomal RNA, partial sequence 2149165 21506 


219857631 


219857623 
2167280 21687 


219857611 


Pseudonocar 
ref|NR_025220.1 

2155131 215660 
rales; Rubrobact 


nocardineae; 
ence 
brobacte 


ref |NR_025212.1 
69 Streptomyces 
e; Streptomyceta 
ref |NR_025200.1 
ence 182453 218387 
Actinomycetales; Actino 


omycinea 


Ny 


2223785 2223716 10 79 gi 


219857583 


ref|NR_025171.1 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Rubrobacter 

6 Rubrobacter 

erineae; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Actinomyces 

7 Actinomyces 

mycineae; 


Thermodesulfatator 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 


15286 Bacteria; T 
Thermodesulfatato 


hermodesulfobacteria; Thermodesulfobacte 


r. 


riales; Thermodesulfobac 


teriaceae; 


171632 Bacteria_16S 
mediterraneus str 


mediterraneus Bac 
Desulfobulbus. 


171632 Bacteria_16S 
yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 
171632 Bacteria_16S 
thermospinosispor 
thermospinosispor 
Streptomycetaceae 
171632 Bacteria_16S 


strain K265 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 


strain K300 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 


2255897 2255828 10 79 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


2257350 2257281 10 79 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2260474 2260405 10 79 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

2360527 2360458 10 79 
ibosomal RNA, partial sequence 


v 


v 


gi 


Micr 
2362045 2361976 10 79 gi 
ibosomal RNA, partial sequence 
Micr 

gi 


2471474 2471405 10 79 


versutus strain AL2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


171632 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


171632 Bacteria_16S 


beliardensis stra 
beliardensis Bact 


171632 Bacteria_16S 
somal RNA, partial sequence 2514611 2516064 Calor 


strain Z 16S ribo 
Clostridia; Clost 


171632 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 


subsp. spizizenii 
subtilis subsp. s 


171632 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


171632 Bacteria_16S 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


171632 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


171632 Bacteria_16S 


A1-17B 16S riboso 
Actinobacteridae; 


171632 Bacteria_16S 


strain JCM 9373 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 


171632 Bacteria_16S 


strain JCM 4662 1 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


171632 Bacteria_16S 


strain IFO 12702 


acteria; Gammaproteobacteria; Chromati 
2472978 2472909 10 79 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2502974 2502905 10 79 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2515136 2515067 10 79 gi 


Caloramator. 
79 gi 


ridiales; Clostridiaceae; 
2550947 2550878 10 


pizizenii Bacteria; Firmicutes; Bacill 
2558658 2558589 10 79 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2609350 2609281 10 79 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

2664098 2664027 8 79 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2745263 2745194 10 79 gi 
mal RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
2754013 2753944 10 79 gi 


Stre 


2775200 2775131 10 79 gi 
Stre 
2784203 2784134 10 79 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
Okibacterium. 

2826346 2826277 10 


, 


79 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


171632 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


171632 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


171632 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


2832457 2832388 10 79 gi 
16S ribosomal RNA, partial sequence 
Stre 
2863263 2863194 10 79 gi 
ammaproteobacteria; Pseudomonadales; P 
2871047 2870978 10 79 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2875789 2875720 10 79 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


2744758 2746095 Ro 


6S ribosomal RNA, partial sequence 2753496 27 


6S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 


219857562 
equence 
eria; Desu 


219857561 
sequence 
Actinomyc 


219857559 
ial sequen 


te 


219857487 


2360002 23614 


ococcineae 
219857486 


2361525 23629 


ococcineae 
219857402 
24709 
ales; Ecto 
219857401 


2472404 24737 


s; Syntrop 
219857380 
artial seq 
ria; Legio 
219857367 


219857343 
partial 
ales; Baci 
219857338 


2558106 25596 


Eubacteriu 
219857259 
uence 
Actinomyc 


219857214 
ial sequen 
illales; s 
219857157 
thi 
ococcac 
219857150 
549 
ptosporang 
219857133 
761 
ptomycinea 
219857127 
ial sequen 


; Actinomy 


219856906 


16S ribosomal RNA, partial sequence 2825825 28272 


kineae; Sp 
219856902 

28319 
ptomycinea 
219856882 


6S ribosomal RNA, partial sequence 2862729 28642 


seudomonad 
219856877 


2870477 28720 


219856874 


ridae; Actin 


eae; 


9 


etales; Str 


ref|NR_025147. 
ce 2259931 22614 
omycetales; 


5 


ref|NR_025075.1 


7 Mi 
ref 


crobacteriac 
NR_025074.1 
; Microbacteriac 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref|NR_024989.1 


hace 
ref 
uenc 
nell 
ref 
amat 


ae; Smithell 
NR_024968.1 
e 250240 
ales; Legion 
NR_024955.1 
or coolhaasi 


ref 
sequ 
llac 

ref 


NR_024931.1 
ence 255039 
eae; Bacillu 
NR_024926.1 


m. 
ref|NR_024890.1 

2608828 261032 
etales; Pseudono 


ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024785.1 
a aeria Bacteria 
; Rothia. 
ref|NR_024778.1 
ineae; Streptosp 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomyceta 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 
ref|NR_024727.1 
orichthyaceae; S 
ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024701.1 


acea 
ref 


e; Pseudomon 
NR_024696.1 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Streptomyces 
4 Streptomyces 


mycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Legionella 

5 2503874 Legionella 

ellaceae; Legionella. 
Caloramator coolhaasii 

i Bacteria; Firmicutes; 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 
Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Rothia aeria strain 
Actinobacteria; 


’ 


Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 


Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Okibacterium 

8 Okibacterium 

ccineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Streptomyces albulus 
omyces albulus Bacteria; 


ceae; Streptomyces. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


ref|NR_024693.1 


Bacillus mojavensis 


2875223 2876748 Bacillus mojavensis Bacteria; 


171632 Bacteria_16S 2882054 2881985 10 79 
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Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 
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171632 Bacteria_16S 2944131 2944062 10 79 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 
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e; Tepidibacter. 
Saccharomonospora 

romonospora cyanea 

seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Chlorobium 
Chlorobium 
obium/Pelodictyon group; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 

Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Pseudoalteromonas 
alteromonas espejiana 


aceae; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Methylococcus 
Methylococcus 
ylococcaceae; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 


Eubacterium infirmum 


NR_029178.1 


171632 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


171632 Bacteria_16S 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


171632 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


171632 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


171632 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


171632 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


171632 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


171632 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


171632 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


171632 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


171632 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


171632 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 


Pseudoalteromonas. 
171632 Bacteria_16S 


geysericola strai 
geysericola Bacte 


171632 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


171632 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


171632 Bacteria_16S 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


171632 Bacteria_16S 


intestinalis DSM 
13280 Bacteria; A 
Collinsella. 


171632 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


294027 293995 47 79 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
342917 342857 10 70 gi 
YU 636-3 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 


434343 434271 7 79 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
454399 454327 8 79 gi 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
472623 472591 8 40 
ribosomal RNA, partial sequence 
bacillales; Weissella. 
547501 547429 7 79 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


gi 


gi 


833960 833888 7 79 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


835462 835390 7 79 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

862724 862696 10 38 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


, 


gi 


868867 868807 10 70 gi 
"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
891309 891281 10 38 gi 


ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
937642 937570 7 79 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


977661 977589 7 79 gi 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 
1005403 1005331 7 79 gi 
ain F12-50-Al 16S ribosomal RNA, parti 


171632 Bacteria_16S 


265678864 
uence 
s; Chlorob 
265678829 
quence 
ctinomycet 


265678765 


433793 43528 


hewanellac 
265678751 


453819 45536 


265678736 


472041 47353 


265678687 
ial sequen 
cteria; Al 


265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 


roteobacte 


265678470 


862181 86365 


elotrichac 
265678466 
ial sequen 
obacteriac 
265678450 


890778 89219 


ceae; Oren 
265678420 
uence 

Alteromo 


, 


265678392 
uence 

erpetosiph 
265678374 
al sequenc 


teria; Proteobacteria; Gammaproteobacteria; Alte 
1009889 1009817 7 79 gi| 265678371 
ibosomal RNA, partial sequence 1009316 10108 
ammaproteobacteria; Alteromonadales; Shewanellac 
1011439 1011367 7 79 gi| 265678370 
ibosomal RNA, partial sequence 1010904 10123 
ammaproteobacteria; Alteromonadales; Shewanellac 
1156698 1156638 10 70 gi| 228721492 
12112 16S ribosomal RNA, partial sequence 11561 
a; Fusobacteria; Fusobacteriales; Fusobacteriace 
1170367 1170307 10 70 gi| 228719618 
osomal RNA, partial sequence 1169826 11712 
acteria; Actinobacteridae; Actinomycetales; Pseu 
1203699 1203671 8 36 gi| 228715356 
13280 16S ribosomal RNA, partial sequence 12031 
ctinobacteria; Coriobacteridae; Coriobacteriales 
1205206 1205178 8 36 gi| 228715355 
osomal RNA, partial sequence 1204671 12061 
acteria; Coriobacteridae; Coriobacteriales; Cori 
1277395 1277323 7 79 gi| 219846127 


ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Thalassomonas. 


ref|NR_029170.1 
293547 295005 
iaceae; Prosthec 
ref|NR_029134.1 
342395 343854 
ales; Frankineae 


v 


ref |NR_029070.1 


Shewanella 
NR_029056.1 


eae; 
ref 


ref|NR_029041.1 


ref|NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 
ref |NR_028773.1 
eae; Bulleidia. 
ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref |NR_028752.1 


ia. 
ref |NR_028722.1 

937095 938588 
nadales; Pseudoa 


ref|NR_028694.1 

977181 978580 
onaceae; Herpeto 
ref|NR_028676.1 
e 1004861 100630 
romonadales; Pse 
ref|NR_028673.1 
Shewanella 
NR_028672.1 


eae; 
ref 


eae; Shewanella 
ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_027583.1 
94 Thermobispora 
donocardineae; P 


ref|NR_027528.1 
62 1204620 Collin 
Coriobacterine 


’ 


ref|NR_027527.1 


obacterineae; Co 


Prosthecochloris 
Prosthecochloris 
ochloris. 
Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


v 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Leptotrichia 
Leptotrichia 

a. 
Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Herpetosiphon 

Herpetosiphon 
siphon. 

Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Streptobacillus 
obacillus moniliformis 
lus. 

Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Collinsella 
sella intestinalis DSM 


ae; Coriobacteriaceae; 


Collinsella stercoris 


28 Collinsella stercoris DSM 13279 


riobacteriaceae; 


ref|NR_025717.1 
1276861 127826 


Thalassomonas 
8 Thalassomonas 


171632 Bacteria_16S 


obscurus DSM 4316 


1344390 1344330 10 70 gi 
0 16S ribosomal RNA, partial sequence 


228721038 


ref|NR_027601.1| Geodermatophilus 
1343850 1345331 Geodermatophilus obscurus 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 
171632 Bacteria_16S 1385185 1385113 7 79 gi|228716834|ref|NR_027556.1| Shewanella 


denitrificans str 
denitrificans OS2 
Shewanella. 


171632 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


171632 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


171632 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


171632 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


171632 Bacteria_16S 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


171632 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


171632 Bacteria_16S 


strain 63 16S rib 


17 Bacteria; Proteobacteria; 


1403092 1403020 7 79 gi 
16S ribosomal RNA, partial sequence 


1416623 1416563 10 70 gi 
16S ribosomal RNA, partial sequence 


n KMM 255 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacteria 


1788563 1788503 10 70 gi 
n BC448 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 


1846769 1846697 7 79 gi 
train NF22 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteobact 


2092059 2091987 7 
osomal RNA, partial sequence 


79 gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; She 


171632 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


171632 Bacteria_16S 


ruthenica strain 
Bacteria; Proteob 


Pseudoalteromonas. 
171632 Bacteria_16S 


issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 


171632 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


171632 Bacteria_16S 


strain A45 16S ri 


2192163 2192131 8 40 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 
2271339 2271267 7 79 gi 
KMM300 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromona 


gi 


2272811 2272739 7 79 gi 
ain KMM 3549 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobacter 
2277457 2277385 7 79 gi 

5B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Methylococ 
2283543 22834717 79 gi 
bosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Methylococcales; Met 


171632 Bacteria_16S 


flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 


171632 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


171632 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


171632 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


171632 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 


Pseudoalteromonas. 
171632 Bacteria_16S 


pomorum strain 3A 


2291007 2290935 7 79 gi 
in NCIMB2033 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacteri 
2316708 2316676 8 40 gi 
n PBl 72 16S ribosomal RNA, partial sequ 
ria; Firmicutes; Bacillales; Paenibacill 
2357488 2357460 10 38 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 


2424610 2424538 7 79 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatial 
2447201 2447129 7 79 gi 
n KMM636 16S ribosomal RNA, partial sequ 
ria; Proteobacteria; 


ain 0S217 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219857444 


224581447 


acteria; Actinobacteridae; Actinomycetales; 


uence 
Alteromonadales; 


219878343 
Actinomycetales; 


219878304 
quence 
eria; Alteromonadales; Shewanellaceae; 


219878128 


219857552 
ce 2270790 2272278 Pseudoalteromonas ruthenica 
dales; Pseudoalteromonadaceae; 


219857551 
sequence 
ia; Alteromonadales; 


219857548 


cales; Methylococcaceae; 
219857544 
2282981 2284479 Methylobacter 
hylococcaceae; 
219857538 
sequence 


219857518 
ence 

aceae; Paenibacillus. 
219857489 


219857442 


219857421 
ence 


Gammaproteobacteria; Alteromonadales; 


2722736 2722664 7 79 gi 
16S ribosomal RNA, partial sequence 


219857173 


1384632 1386131 Shewanella 
Alteromonadales; Shewanellaceae; 


ref|NR_025032.1|] Pseudoalteromonas 
1402605 1403959 Pseudoalteromonas ulvae 


acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


ref|NR_027229.1| Saccharomonospora 
1416093 1417582 Saccharomonospora glauca 
Pseudonocardineae; Pseudonocardiaceae; 


1753455 1754959 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_025482.1] Blastococcus 
1788037 1789519 Blastococcus 


ref|NR_025443.1] Shewanella 
1846218 1847712 Shewanella 


ref |NR_025267.1 
Shewanella. 
ref|NR_025192.1 
tropicus Bacteria; 
Pseudoalteromonas 


ref|NR_025140.1 


Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 


ref|NR_025136.1| Methylomicrobium 


Shewanella baltica 
2091488 2093018 Shewanella baltica Bacteria; 

wanellaceae; 
219857604 
2191612 2193037 Amphibacillus 


Pseudoalteromonadaceae; 


DSM 


1568022 1567962 10 70 gi| 219846057 |ref|NR_025647.1| Leptotrichia hofstadii 
ibosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
obacteriales; Fusobacteriaceae; Leptotrichia. 

1754010 1753938 7 79 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 


Frankineae; Geodermatophilaceae; 


Amphibacillus tropicus 


2276893 2278392 Methylomicrobium buryatense 


Methylomicrobium. 
ref|NR_025132.1 
marinus Bacteria; 
Methylobacter. 
Pseudoalteromonas 
2290487 2291969 Pseudoalteromonas 


Alteromonadales; Pseudoalteromonadaceae; 


ref|NR_025106.1| Paenibacillus 
2316148 2317531 Paenibacillus 


ref|NR_025077.1 
2356968 2358432 Propioniferax innocua 
Propionibacterineae; 


ref |NR_025030.1| Halothiobacillus 
2424042 2425535 Halothiobacillus kellyi 
Halothiobacillaceae; Halothiobacillus. 
ref|NR_025009.1| Pseudoalteromonas 
2446675 2448124 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_024801.1| Alicyclobacillus 
2722161 2723688 Alicyclobacillus pomorum 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


Methylobacter marinus 


Propioniferax innocua 


Propionibacteriaceae; 


171632 Bacteria_ 


strain MKT 106 1 
Proteobacteria; 


171632 Bacteria_ 
minutisporangium 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Cryp 


171632 Bacteria_ 


echinoides strai 
echinoides Bacte 
Sphingomonas. 


171632 Bacteria_ 


multiseptatus st 
multiseptatus Ba 
Geodermatophilac 


171632 Bacteria_ 


strain SG3902 16 
Firmicutes; Clos 


171632 Bacteria_ 


strain NCTC 9810 
Firmicutes; Clos 


171632 Bacteria_ 


strain DSM 43040 
Actinobacteria; 


171632 Bacteria_ 


strain DSM 43039 
Actinobacteria; 


171632 Bacteria_ 


strain ATCC 4933 
Proteobacteria; 


171632 Bacteria_ 


pfennigii strain 
pfennigii Bacter 
Syntrophobacter. 


171632 Bacteria_ 


rubra strain ATC 
Bacteria; Proteo 
Pseudoalteromona 


171632 Bacteria_ 


nigrifaciens str 
nigrifaciens Bac 
Pseudoalteromona 


171632 Bacteria_ 


luteoviolacea st 
luteoviolacea Ba 
Pseudoalteromona 


171632 Bacteria_ 


carrageenovora Ss 


Pseudoalteromona 


171632 Bacteria_ 


aurantia strain 
aurantia Bacteri 
Pseudoalteromona 


171632 Bacteria_ 


atlantica strain 
atlantica Bacter 
Pseudoalteromona 


171632 Bacteria_ 


Pseudoalteromonas ca 


16S 
6 
G 
16S 2797664 2797604 10 70 gi 
strain IFO 15962 16S ribosomal RNA, pa 


2740781 2740709 7 79 
S ribosomal RNA, partial sequence 


gi 


tosporangiaceae; Cryptosporangium. 

16S 2864783 2864712 8 79 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


n 
r 


16S 3010922 3010862 10 70 gi 
rain AA826 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterida 
eae; Modestobacter. 

16S 3017119 3017059 10 70 

S ribosomal RNA, partial sequence 
tridia; Halanaerobiales; 
16S 3228729 3228701 10 


gi 
Halobacteroida 
38 gi 
tridia; 
16S 


Clostridiales; Clostridiales Fa 
3330351 3330291 10 70 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3331879 3331819 10 70 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3386768 3386696 7 79 gi 
6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 3407962 3407891 8 79 gi 
DSM 10092 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteria 
16S 
Cc 
b 
s 
16S 3421438 3421366 7 79 gi 
ain NCIMB 8614 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobacte 
Ss. 

16S 3422922 34228507 79 gi 
rain NCIMB 1893 16S ribosomal RNA, part 
cteria; Proteobacteria; Gammaproteobact 
Ss. 
16S 
t 


3419960 3419888 7 79 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


3424405 34243337 79 gi 
rain ATCC 12662 16S ribosomal RNA, par 


daceae; Pseudoalteromonas. 

16S 3425882 34258107 79 gi 
ATCC 33046 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 
s 
16S 3427364 34272927 719 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


’ 


i 
s 
16S 


3718411 3718339 7 79 gi 


ammaproteobacteria; Alteromonadales; Alt 


219857160 


2740223 27416 
eromonad 


219857118 
rtial sequ 


219856881 
sequence 
a; Sphingo: 


219846916 
equence 
e; 


219846912 


3016582 30179 


ceae; Oren 
219846768 


16S ribosomal RNA, partial sequence 3228194 32296 


mily XI. I 
219846698 


16S ribosomal RNA, partial sequence 3329815 33312 


omonospori 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 


omonospori 
219846658 
33862 
Halomonad 
219846640 
equence 
Syntroph 


, 


219846631 
ence 34194 
nadales; P 


219846630 
al sequenc 
ria; Alter 


219846629 
ial sequen 
eria; Alte 


219846628 
tial seque 


219846627 
equence 
Alteromon 


219846626 
equence 
Alteromo 


v 


219846424 


Actinomycet 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 
171632 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 
171632 Bacteria_16S 
aggregatus strain 
Bacteria; Actinob 
Blastococcus. 

171632 Bacteria_16S 


cteria; 


3815971 3815899 7 


3840169 3840109 10 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


4052496 4052424 7 


DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


79 gi 


rain R3 16S ribosomal RNA, partial seq 
Proteobacteria; 


Gammaproteobac 


70 gi 


eq 
a; 


ue 
te 


ce 
al 


uen 
Ch 


nce 
ria 


es; 


79 gi 


aliena strain KMM 3562 16S ribosomal RNA, partial sequence 


ce 
romat 


219846352 


Chr 


’ 


219846335 


38396 
Fran 


219846185 


40519 


ref|NR_024788.1| Agarivorans albus 
76 Agarivorans albus Bacteria; 
aceae; Agarivorans. 
ref|NR_024746.1| Cryptosporangium 
ence 2797145 2798614 


ref|NR_024700.1 
2864276 286573 
monadales; Sphin 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


ref |NR_026508.1 
3010413 301189 
ales; Franki 


Modestobacter 
4 Modestobacter 
neae; 


ref|NR_026504.1| Orenia salinaria 
18 Orenia salinaria Bacteria; 

ia. 
ref|NR_026360.1| Anaerococcus octavius 
00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 
ref|NR_026290.1| Pilimelia terevasa 

92 Pilimelia terevasa Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 

10 Pilimelia anulata Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026250.1| Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 
aceae; Halomonas 
ref |NR_026232.1 
3407396 340888 
obacterales; Syn 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


ref 
nce 


NR_026220.1 
342386 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


ref|NR_026015.1 
3717841 371934 
iales; Halothiob 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


ref |NR_025943.1 
3815400 381690 
omatiales; Halot 


ref|NR_025925.1] Blastococcus 
32 3841072 Blastococcus aggregatus 
kineae; Geodermatophilaceae; 


ref|NR_025775.1| Pseudoalteromonas 
28 4053458 Pseudoalteromonas aliena 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


171632 Bacteria_16S 


translucida strai 
translucida Bacte 


Pseudoalteromonas. 
171632 Bacteria_16S 


paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas 


171632 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


171632 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


171632 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


171632 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


171632 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 


171632 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


171632 Bacteria_16S 


strain 58/1971 16 
Firmicutes; Bacil 


171632 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


171632 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


171632 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


171632 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


171632 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


171632 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


171632 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


171632 Bacteria_16S 


strain Benl104 16S 
Proteobacteria; A 


171632 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


171632 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


171632 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


4213763 42136917 79 gi 
n KMM 520 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


4215317 42152457 79 gi 
ain KMM 3548 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


9470 9399 8 79 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


10894 10823 8 79 
rain 16910a 16S ribosomal RNA, 
cteria; Proteobacteria; 


gi 
complet 
Deltaproteobac 


17066 16995 8 79 
ibosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
29349 29278 8 79 gi 
in LA 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Lactobacillales; Lac 
41357 41286 8 79 gi 
65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
52074 52003 8 79 gi 
bosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
80567 80496 8 79 gi 
S ribosomal RNA, partial sequence 
lales; Listeriaceae; Listeria. 
169145 169074 8 79 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
170621 170550 8 79 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
172131 172060 8 79 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
173639 173568 8 79 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
175147 175076 8 79 gi 


gi 


gi 


Vibri 
gi 


Vibri 
gi 


Vibri 
gi 


ammaproteobacteria; Vibrionales; Vibri 
176633 176562 8 79 gi 
Ll 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
194946 194875 8 79 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
222733 222662 8 79 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
251814 251743 8 79 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
321269 321198 8 79 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
344479 344408 8 79 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

346040 345969 8 79 
osomal RNA, partial sequence 

lales; Paenibacillaceae; 


Lactobac 
gi 


171632 Bacteria_16S 


350421 350350 8 79 gi 


16478 


51487 


80045 


168553 16998 


170036 17150 


171556 17300 


173054 174520 Vibri 


6S ribosomal RNA, partial sequence 174571 17599 


222148 22363 


251300 25272 


343905 34542 


345474 34689 
Brevibacillus. 


219846065 
equence 
ia; Altero 


219846064 
1 sequence 
eria; Alte 


265679057 

8961 
nadales; P 
265679056 
e sequence 
teria; Des 


265679052 
18031 
illus. 
265679044 
uence 
tobacillac 
265679036 
40774 
onaceae; V 
265679029 
53037 
cus. 
265679010 
81448 


265678950 


onaceae; V 
265678949 


onaceae; V 
265678948 


onaceae; V 
265678947 


rio. 
265678946 


onaceae; V 
265678945 
e 17604 
les; Vibri 
265678933 
ence 19438 
occales; M 
265678914 


onaceae; V 
265678894 


hodobacter 
265678846 
sequence 
illaceae; 
265678828 


illus. 
265678827 


ref|NR_025655.1 
4213214 421471 
monadales; Pseud 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


ref |NR_025654.1 
4214764 421626 


Pseudoalteromonas 
9 Pseudoalteromonas 


romonadales; Pseudoalteromonadaceae; 
ref|NR_029365.1| Pseudoalteromonas 
10291 Pseudoalteromonas tunicata 
seudoalteromonadaceae; 
ref |NR_029364.1| Desulfovibrio 
10342 11910 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 
ref|NR_029360.1| Lactobacillus perolens 
Lactobacillus perolens Bacteria; 
ref |NR_029352.1| Lactobacillus 
28769 30312 Lactobacillus 
eae; Lactobacillus. 
ref|NR_029344.1| Vibrio pectenicida 
42243 Vibrio pectenicida Bacteria; 
ibrio. 
ref |NR_029337.1| Enterococcus asini 
Enterococcus asini Bacteria; 
ref|NR_029318.1| Listeria innocua 


Listeria innocua Bacteria; 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 

ref|NR_029257.1| Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 
ibrio. 
ref|NR_029256.1| Vibrio gazogenes 
3 Vibrio gazogenes Bacteria; 


ibrio. 
ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 

ibrio. 
ref |NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 


Photobacterium 
acterium leiognathi 
cterium. 
Methylococcus 
ococcus capsulatus 
Methylococcus. 


ref|NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 
ibrio. 
ref|NR_029202.1| Amaricoccus macauensis 
6 Amaricoccus macauensis Bacteria; 
aceae; Amaricoccus. 
ref|NR_029151.1| Bacillus 
320691 322234 Bacillus 
Bacillus. 
ref|NR_029133.1| Lactobacillus pentosus 


3 Lactobacillus pentosus Bacteria; 


ref |NR_029132.1 
2 Brevibacillus 


Brevibacillus reuszeri 
reuszeri Bacteria; 


265678824 


ref|NR_029129.1| Paracoccus kocurii 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


171632 Bacteria_16S 
anticariensis str 
anticariensis Bacteria; 


Halomonas. 


171632 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 
171632 Bacteria_16S 
delbrueckii subsp. 

Lactobacillus delbrueckii subsp. 
Lactobacillus. 
171632 Bacteria_16S 


369720 369649 8 79 gi 


Proteobacteria; 


372663 372592 8 79 gi 


380308 380237 8 79 gi 
indicus strain NCC725 16S ribosomal 


381809 381738 8 79 gi 


lavamentivorans strain DS-1 16S ribosomal RNA, partial 


lavamentivorans B 
Parvibaculum. 
171632 Bacteria_16S 
kalixensis strain 
kalixensis Bacteria; 
171632 Bacteria_16S 
oligofermentans s 
oligofermentans Bacteria; 
171632 Bacteria_16S 


414311 414240 8 

Kx127A2 16S ribosomal RNA, 

Firmicutes; Lactobacillales; 
455962 455891 8 79 


79 gi 


gi 


Firmicutes; Lactobacillales; 
474163 474092 8 79 gi 


phoeniculicola strain JLB-1 16S ribosomal RNA, partial 


phoeniculicola Bacteria; 
171632 Bacteria_16S 
parakefiri strain 
parakefiri Bacteria; 
171632 Bacteria_16S 


Alphaproteobacteria; 
171632 Bacteria_16S 
16S ribosomal 


475700 475629 8 79 gi|265678734|ref|NR_029039.1 

GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 

477075 477004 8 79 gi| 265678733 |ref|NR_029038.1 

G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacte 
Rhodobacterales; Rhodobacteraceae; Paracoccus. 

486367 486296 8 79 gi| 265678727 |ref|NR_029032.1 


69 


171632 Bacteria_16S 
strain G-16.1 16S 
Proteobacteria; 
171632 Bacteria_16S 
halichoeri strain 
halichoeri Bacteria; 
171632 Bacteria_16S 
devriesei strain 
devriesei Bacteria; 
171632 Bacteria_16S 


Deferribacteres; 
171632 Bacteria_16S 


Paracoccus. 


171632 Bacteria_16S 
hassiacum strain 


Bacteria; 


Firmicutes; 


ain FP35 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


rain FA2 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Alphaproteobacteria; 


indicus Bacteria; 


acteria; Proteobacteria; Alphaproteobacteria; 


complete sequence 
Lactobacillaceae; 
ref 
455417 456926 
Streptococcace 
ref ri 
473588 475066 
Lactobacillales; Enterococcaceae 


train 2-4 16S ribosomal RNA, partial sequence 


265678808 


265678806 


265678801 


265678800 
sequence 


265678778 


265678747 


265678735 
sequence 


ref 
Oceanosp 
ref 
Sphingo 
ref 
RNA, partial s 
Firmicutes; 
ref 
381306 382756 
Rhizob 


ref 


NR_029113.1 


369170 370614 


NR_029111.1 


372149 373610 


rs 


L 


13724 415278 


monadales; S 
NR_029106.1 
equence 
NR_029105.1 
iales; Phyll 
NR_029083.1 


actobacillus 
NR_029052.1 


ae; Streptoc 
NR_029040.1 


; Enterococc 


Lactobacillales; 


n 


Halomonas 
Halomonas 


irillales; Halomonadaceae; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Lactobacillus 
Lactobacillus 


Streptococcus 

Streptococcus 
occus. 
Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 


Paracoccus yeei strain 
ria; Proteobacteria; 


Vibrio ponticus strain 


RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
491072 491001 8 79 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
497169 497098 8 79 gi|265678720|ref|NR_029025.1| Streptococcus 
M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
512513 512442 8 79 gi|265678710|ref|NR_029015.1| Streptococcus 
CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

542945 542874 8 79 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 

strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacterales; Deferribacteraceae; Deferribacter. 

583924 583853 8 79 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

592922 592851 8 79 gi|265678657|ref|NR_028962.1| Novosphingobium 

W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
595969 595902 12 79 gi|265678655|ref|NR_028960.1| Actinomyces funkei 


171632 Bacteria_16S 
strain CCUG 42773 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
171632 Bacteria_16S 
strain 289 16S ribosomal RNA, 
Proteobacteria; 
171632 Bacteria_16S 
40M4T 16S ribosomal RNA, 


16S ribosomal RNA, partial sequence 


615779 615708 8 79 
complete sequence 


gi 


644756 644685 8 
complete sequence 


79 gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


171632 Bacteria_16S 
indolicum strain 


Bacteria; 


685354 685283 8 79 gi 


709254 709183 8 
16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Vibrionales; Vibri 
720127 720056 8 79 gi 


79 gi 


615203 61674 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibri 


644174 645732 Vibri 


In04 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
171632 Bacteria_16S 
strain NVI 88/441 
Proteobacteria; 
171632 Bacteria_16S 


265678641 


265678621 


265678592 


265678576 


onaceae; 
265678568 


biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


Asticcacaulis. 


Ac 
ref 
4 Vibrio agarivorans Bacteria; 


ref 
o le 


ref 
684774 686292 Desulf 
Des 
ref 
708668 710188 Aliivi 
Aliiv 
ref a 
719632 721036 Asticcacaulis 


595455 596820 Actino: 


tinomycetace 
NR_028946.1 


O°. 
NR_028926.1 
ntus Bacteri 


NR_028897.1 


ulfobacterac 
NR_028881.1 
ibrio. 
NR_028872.1 


myces funkei Bacteria; 
ae; Actinomyces. 
Vibrio agarivorans 


Vibrio lentus strain 
a; Proteobacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Aliivibrio wodanis 
brio wodanis Bacteria; 


Asticcacaulis 


171632 Bacteria_16S 769510 769439 8 79 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

171632 Bacteria_16S 775767 775696 8 79 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

171632 Bacteria_16S 791107 791036 8 79 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

171632 Bacteria_16S 832467 832396 8 79 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

171632 Bacteria_16S 847643 847572 8 79 gi| 265678481 |ref|NR_028784.1| Paracoccus 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

171632 Bacteria_16S 850423 850352 8 79 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

171632 Bacteria_16S 897444 897373 8 79 gi|265678446|ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

171632 Bacteria_16S 908210 908139 8 79 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

171632 Bacteria_16S 916026 915955 8 79 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
171632 Bacteria_16S 926933 926862 8 79 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

171632 Bacteria_16S 939189 939118 8 79 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1l 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

171632 Bacteria_16S 957831 957760 8 79 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

171632 Bacteria_16S 962463 962392 8 79 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

171632 Bacteria_16S 965515 965444 8 79 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

171632 Bacteria_16S 967099 967028 8 79 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

171632 Bacteria_16S 996281 996210 8 79 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

171632 Bacteria_16S 1020565 1020494 8 79 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

171632 Bacteria_16S 1022118 1022047 8 79 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

171632 Bacteria_16S 1023689 1023618 8 79 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

171632 Bacteria_16S 1058694 1058623 8 79 gi|265678338|ref|NR_028640.1| Deferribacter 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

171632 Bacteria_16S 1067719 1067648 8 79 gi| 265678332 |ref|NR_028634.1| Sphingomonas 
yabuuchiae strain A1-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

171632 Bacteria_16S 1073630 1073559 8 79 gi|265678328|ref|NR_028630.1| Novosphingobium 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosphingobium tardaugens 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
171632 Bacteria_16S 1078022 1077951 8 79 gi|265678324|ref|NR_028626.1| Sphingomonas melonis 


strain DAPP-PG 2 


Proteobacteria; Alphaproteobacteria; 


24 16S ribosomal RNA, partial sequence 
Sphingomonadales; 


1077529 1078967 Sphingomonas melonis Bacteria; 


Sphingomonadaceae; 


Sphingomonas. 


171632 Bacteria_16S 1083997 1083926 8 79 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 
171632 Bacteria_16S 1111343 1111272 8 79 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
171632 Bacteria_16S 1117429 1117358 8 79 gi|265678297|ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
171632 Bacteria_16S 1135489 1135418 8 79 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
171632 Bacteria_16S 1141590 1141519 8 79 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 
171632 Bacteria_16S 1152188 1152117 8 79 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 
171632 Bacteria_16S 1153605 1153534 8 79 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
171632 Bacteria_16S 1209772 1209701 8 79 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
171632 Bacteria_16S 1214238 1214167 8 79 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
171632 Bacteria_16S 1257934 1257863 8 79 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
171632 Bacteria_16S 1322962 1322891 8 79 gi|228715345|ref|NR_027517.1| Streptococcus 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 
Streptococcaceae; Streptococcus. 
171632 Bacteria_16S 1327574 1327503 8 79 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
171632 Bacteria_16S 1342834 1342763 8 79 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 
171632 Bacteria_16S 1355065 1354994 8 79 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 
171632 Bacteria_16S 1377706 1377635 8 79 gi|228717562|ref|NR_027564.1| Teredinibacter 
turnerae strain T7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredinibacter turnerae T7901 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 
Teredinibacter. 
171632 Bacteria_16S 1400094 1400023 8 79 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
171632 Bacteria_16S 1407525 1407454 8 79 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 
171632 Bacteria_16S 1410574 1410503 8 79 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
171632 Bacteria_16S 1413586 1413515 8 79 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 
171632 Bacteria_16S 1477560 1477489 8 79 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
171632 Bacteria_16S 1525844 1525773 8 79 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
171632 Bacteria_16S 1583177 1583106 8 79 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 


Firmicutes; Baci 


llales; Planococcaceae; Viridibacillus. 


171632 Bacteria_ 


strain LMG 22165 
Firmicutes; Baci 


171632 Bacteria_ 


strain LMG 21727 
Firmicutes; Lact 


171632 Bacteria_ 


subsp. ruminator 
equi subsp. rumi 


171632 Bacteria_ 


strain CM243 16S 
Proteobacteria; 


171632 Bacteria_ 


CAIM 629 16S rib 
Gammaproteobacte 


171632 Bacteria_ 


strain 75-80 16S 
Proteobacteria; 


171632 Bacteria_ 


CAIM 578 16S rib 
Gammaproteobacte 


171632 Bacteria_ 


strain KMM 241 1 
Proteobacteria; 


171632 Bacteria_ 


strain HS-5 16S 
Actinobacteria; 


171632 Bacteria_ 


strain ATCC 1964 
Firmicutes; Lact 


171632 Bacteria_ 


strain 2825 16S 
Proteobacteria; 


171632 Bacteria_ 


entericus strain 
entericus Bacter 


171632 Bacteria_ 


halodurans strai 
Bacteria; Proteo 


171632 Bacteria_ 


strain LMG 20362 
Proteobacteria; 


171632 Bacteria_ 


strain LMG 209 
Proteobacteria; 


171632 Bacteria_ 


R-3712 16S ribos 
Gammaproteobacte 


171632 Bacteria_ 


LMG 19999 16S ri 
Proteobacteria; 


171632 Bacteria_ 


15052 16S riboso 
Gammaproteobacte 


171632 Bacteria_ 


strain LMG 20546 
Proteobacteria; 


171632 Bacteria_ 


strain LMG 20536 
Proteobacteria; 


171632 Bacteria_ 


alexandrii strai 
alexandrii Bacte 


171632 Bacteria_ 


intestinalis stra 
intestinalis Bact 


171632 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


16S 1584733 1584662 8 79 gi| 219878488 
16S ribosomal RNA, partial sequence 1584175 15856 
llales; Planococcaceae; Viridibacillus. 
16S 1587849 1587778 8 79 gi| 219878486 
16S ribosomal RNA, partial sequence 1587284 15887 
obacillales; Enterococcaceae; Enterococcus. 

16S 1609369 1609298 8 79 gi| 219878470 
um strain CECT 5772 16S ribosomal RNA, partial se 
natorum Bacteria; Firmicutes; Lactobacillales; St 
16S 1615312 1615241 8 79 gi| 219878466 
ribosomal RNA, partial sequence 1614821 16162 
Alphaproteobacteria; Caulobacterales; Caulobacter 
16S 1657885 1657814 8 79 gi| 219878436 


osomal RNA, partial sequence 1657325 1658829 Vibri 


ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 1659440 1659369 8 79 gi| 219878435 
ribosomal RNA, partial sequence 1658880 16603 


Gammaproteobacteria; Vibrionales; Vibrionaceae; G 
16S 1699156 1699085 8 79 gi| 219878408 


osomal RNA, partial sequence 1698596 1700102 Vibri 


ria; Vibrionales; Vibrionaceae; Vibrio. 

16S 1700705 1700634 8 79 gi| 219878407 
6S ribosomal RNA, partial sequence 1700153 17016 
Gammaproteobacteria; Alteromonadales; Alteromonad 
16S 1705284 1705213 8 79 gi| 219878404 
ribosomal RNA, partial sequence 1704738 17061 


Rubrobacteridae; Thermoleophilales; The 
16S 1744936 1744865 8 79 gi 
5 16S ribosomal RNA, partial sequence 
obacillales; Streptococcaceae; Streptococcus. 

16S 1757139 1757068 8 79 gi| 219878367 
ribosomal RNA, partial sequence 1756574 17580 
Gammaproteobacteria; Alteromonadales; Psychromona 
16S 1764649 1764578 8 79 gi| 219878361 
CECT 5353 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Lactobacillales; Streptococcaceae 
16S 1766111 1766040 8 79 gi| 219878360 
n 34Alc 16S ribosomal RNA, partial sequence 17655 
bacteria; Gammaproteobacteria; Chromatiales; Ecto 
16S 1776590 1776519 8 79 gi| 219878352 
16S ribosomal RNA, partial sequence 1776030 17774 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
16S 1784135 1784064 8 79 gi| 219878347 
69 16S ribosomal RNA, partial sequence 17835 
Gammaproteobacteria; Oceanospirillales; Halomonad 
16S 1791698 1791627 8 79 gi| 219878341 
omal RNA, partial sequence 1791138 1792572 Vibri 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 1793172 1793101 8 79 gi| 219878340 
bosomal RNA, partial sequence 1792623 17941 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
16S 1794727 1794656 8 79 gi| 219878339 
mal RNA, partial sequence 1794167 1795601 Vibri 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 1796212 1796141 8 79 gi| 219878338 
16S ribosomal RNA, partial sequence 1795652 17971 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
16S 1797766 1797695 8 79 gi| 219878337 
16S ribosomal RNA, partial sequence 1797206 17986 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
16S 1828332 1828261 8 79 gi| 219878317 
n C116-18 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; Rhodoba 
16S 1837522 1837451 8 79 gi| 219878310 


rmoleophil 
219878377 
17443 


ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


ref 
quen 


NR_025609.1 
ce 160886 


Streptococcus equi 
3 1610272 Streptococcus 
reptococcaceae; Streptococcus. 
ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
aceae; Woodsholea. 

ref|NR_025575.1| Vibrio fortis strain 
o fortis Bacteria; Proteobacteria; 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 

rimontia. 
ref|NR_025547.1 
© pomeroyi Bacte 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


ref|NR_025546.1| Glaciecola mesophila 
51 Glaciecola mesophila Bacteria; 
aceae; Glaciecola. 
ref|NR_025543.1| Thermoleophilum album 
97 Thermoleophilum album Bacteria; 
aceae; Thermoleophilum. 
ref|NR_025516.1| Streptococcus ratti 
69 1745812 Streptococcus ratti Bacteria; 
ref|NR_025506.1| Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
daceae; Psychromonas. 
ref|NR_025500.1] Streptococcus 

1764167 1765501 Streptococcus 
; Streptococcus. 
ref|NR_025499.1 
52 1767023 Alkali 


Alkalilimnicola 
limnicola halodurans 
thiorhodospiraceae; Alkalilimnicola. 
ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 


ibrio. 

ref|NR_025486.1| Halomonas muralis 

87 1785079 Halomonas muralis Bacteria; 
aceae; Halomonas. 

ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 


ref|NR_025479.1| Vibrio pacinii strain 
16 Vibrio pacinii Bacteria; 

ibrio. 

ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 


, 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 
ibrio. 
ref|NR_025456.1| Oceanicaulis 

1827843 1829266 Oceanicaulis 

cterales; Hyphomonadaceae; Oceanicaulis. 
ref|NR_025449.1| Lactobacillus 


in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1839085 1839014 8 79 gi 


bacillales; Lactobacillaceae; Lactobac 


171632 Bacteria_16S 


1840648 1840577 8 79 gi 


6S ribosomal RNA, partial sequence 1838512 18400 


sequence 
tobacillac 
219878309 


illus. 


1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


219878308 


us. 


1 Lactobacillus 


Lactobacillus hamsteri 


ref|NR_025447.1 


hamsteri Bacteria; 


Lactobacillus 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


171632 Bacteria_16S 


strain M577-94 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


Firmicutes; 
171632 Bacteria_16S 


Lactobacillales; 


1843752 1843681 8 


1845239 1845168 8 


79 


79 


strain VC 5 16S ribosomal RNA, partial sequence 


171632 Bacteria_16S 
strain DSM 9172 1 
Firmicutes; 
171632 Bacteria_16S 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
stellipolaris Bacteria; 


Alteromonas. 
171632 Bacteria_16S 
strain LMG 21857 
Proteobacteria; 

171632 Bacteria_16S 


Lactobacillales; 


1857225 1857154 8 


1860290 1860219 8 
Proteobacteria; 


1869451 1869380 8 


1871012 1870941 8 


79 


79 


79 


79 


strain 3S-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
171632 Bacteria_16S 


strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus 
Bacillales; 


Firmicutes; 
171632 Bacteria_16S 


Bacillales; 


Bacillaceae; 
1911883 1911812 8 


Planococcaceae; 
1956066 1955995 8 


Geobacillus. 


79 


gi 


1843183 18446 
Isobaculum. 


gi 


1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


gi 


gi 


gi 


gi 


1870444 18719 


gi 


Ureibacillus. 


79 


strain EDIV 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


171632 Bacteria_16S 
strain m2661/98/1 
Firmicutes; 
171632 Bacteria_16S 
strain ET-5b 16S 
Firmicutes; 
171632 Bacteria_16S 
strain ATCC 15260 


171632 Bacteria_16S 
strain MCS 25 16S 


171632 Bacteria_16S 
strain MCS 18 16S 


171632 Bacteria_16S 


washingtonensis strain MCS06 16S ribosomal RNA, partial 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Maricaulis. 
171632 Bacteria_16S 


xylanilyticus strain XE 16S ribosomal RNA, 
xylanilyticus Bacteria; 


171632 Bacteria_16S 
johnsonii strain 
johnsonii Bacteria; 
171632 Bacteria_16S 
strain SW-47 16S 
Proteobacteria; 

171632 Bacteria_16S 
sibiricum strain 
Bacteria; Firmicutes; 
171632 Bacteria_16S 

pentaromativorans 
pentaromativorans 
Novosphingobium. 

171632 Bacteria_16S 
strain SW-46 16S 


171632 Bacteria_16S 
strain ALC-2 16S 


171632 Bacteria_16S 


inexpectatum strain FRR- 


inexpectatum Bacteria; 
Albidovulum. 
171632 Bacteria_16S 


zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 


Lactobacillales; 


Firmicutes; 


ribosomal RNA, 
Gammapro 


Z-7981 


strain 
Bacter 


ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 


ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 


1960732 1960661 8 


1968319 1968248 8 


2015868 2015797 8 


2017358 2017287 8 


2018830 2018759 8 


2020302 2020231 8 


2070717 2070646 8 


Firmicutes; 
2083046 2082975 8 


2101214 2101143 8 
partial 
2104352 2104283 10 


Clostridia; 
2113325 2113254 8 


2117935 2117864 8 
partial 


2151213 2151142 8 
partial 


2152677 2152606 8 


2158676 2158605 8 


Bacillales; 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family xX. 


79 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


79 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


79 


79 


79 


79 
sequence 


79 


79 


79 
sequence 


79 
sequence 


79 


79 


gi 


219878306 


219878305 


219878296 


6S ribosomal RNA, partial sequence 1856650 18581 


Carnobacteriaceae; Trichococcus. 


219878294 


219878288 


16S ribosomal RNA, partial sequence 1868909 18703 
Gammaproteobacteria; Alteromonadales; Alt 


219878287 


219878255 


219878224 


1955571 19570 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


eromonadaceae; 


Sphingomonadaceae. 


ref|NR_025445.1 


ref |NR_025444.1 


ref|NR_025435.1 
69 Trichococcus 


ref |NR_025433.1 


sequence 1859752 186123 
Gammaproteobacteria; Alteromonadales; 


ref|NR_025427.1 


ref|NR_025426.1 
ref 


NR_025394.1 


ref |NR_025363.1 
16 Sphingomonas 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Maricaulis. 


Trichococcus palustris 
palustris Bacteria; 


Alteromonas 
3 Alteromonas 


Alteromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
Glaciecola. 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Ureibacillus terrenus 
terrenus Bacteria; 


Sphingomonas pituitosa 
pituitosa Bacteria; 


Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

79 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
1960167 1961603 Vagococcus fessus Bacteria; 

Vagococcus. 

79 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 

1967755 1969180 Thermicanus aegyptius Bacteria; 

Incertae Sedis; Thermicanus. 

79 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
2015375 2016816 Caulobacter leidyia Bacteria; 


gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 

2016867 2018286 Maricaulis parjimensis Bacteria; 
Hyphomonadaceae; Maricaulis. 

gi| 219878183 |ref|NR_025322.1| Maricaulis salignorans 

2018337 2019758 Maricaulis salignorans Bacteria; 
Hyphomonadaceae; Maricaulis. 

gi|219878182|ref|NR_025321.1| Maricaulis 


gi 


complete sequence 
Paenibacillaceae; 


gi 


ATCC 33200 16S ribosomal RNA, partial 
Lactobacillales; 


US6-1 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 


gi 


sequence 


219878143 


219878134 
sequence 


teobacteria; Alteromonadales; Alteromonadaceae; 


16S ribosomal RNA, partial sequence 21038 
Clostridiales; 


219857656 


2117441 21188 


Sphingomonadales; 


gi 


219857634 


2150729 21521 


Sphingomonadales; 


gi 


10 16S ribosomal RNA, partial s 
Proteobacteria; Alphaproteobacteria; 


gi 


219857633 
equence 


219857629 


Erythrobacteraceae; 


Erythrobacteraceae; 


ref |NR_025282.1 


ref|NR_025273.1 


ref|NR_025245.1 
82 Erythrobacter 


ref|NR_025223.1 
42 Porphyrobacte 


ref |NR_025222.1 


ref |NR_025218.1 


2019809 202123 
Rhodobacterales; 


2070125 207167 
Thermobacillus. 


2082477 208396 
Lactobacillaceae; Lactobacillus. 


2152193 215360 
Rhodobacterales; 


0 Maricaulis 


Hyphomonadaceae; 


Thermobacillus 
8 Thermobacillus 


Lactobacillus 
3 Lactobacillus 


gi|219878121|ref|NR_025260.1| Alteromonas marina 
2100672 2102160 Alteromonas marina Bacteria; 
Alteromonas. 
gi|219878117|ref|NR_025256.1| Anoxynatronum 
27 2105235 Anoxynatronum sibiricum 
Clostridiaceae; Anoxynatronum. 
gi|219857659|ref|NR_025248.1| Novosphingobium 


sequence 2112812 2114292 Novosphingobium 
Sphingomonadales; 


Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 


Erythrobacter. 


Porphyrobacter cryptus 
r cryptus Bacteria; 


Porphyrobacter. 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Paracoccus 


2158194 2159597 Paracoccus 


zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


171632 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


Desulfovibrio. 


171632 Bacteria_16S 
pleistocenium str 
pleistocenium Bac 
171632 Bacteria_16S 
viridans strain M 
Firmicu 
171632 Bacteria_16S 
strain SK-1 16S r 


Bacteria; 


Firmicutes; Bacil 


171632 Bacteria_16S 
lutaoensis strain 
Proteob 
171632 Bacteria_16S 
subterraneus stra 
Firmicu 
171632 Bacteria_16S 
strain DM12 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
171632 Bacteria_16S 
thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 
171632 Bacteria_16S 
sulfidophilum str 


Bacteria; 


Bacteria; 


sulfidophilum Bac 


171632 Bacteria_16S 
strain LBBl1 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
171632 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; 


didelphis strain 
didelphis Bacteri 


171632 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


171632 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


171632 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
171632 Bacteria_16S 


strain DSM 12769 
Proteobacteria; 


strain ATCC 43186 
Firmicutes; Lacto 


171632 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


171632 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


171632 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


171632 Bacteria_16S 


selangorensis str 
selangorensis Bac 


171632 Bacteria_16S 


strain hl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
171632 Bacteria_16S 


G 
171632 Bacteria_16S 


G 
171632 Bacteria_16S 


2163203 2163132 8 79 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2169388 2169317 8 79 gi 
ain FTR1 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; Ca 
2186062 2185991 8 79 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2266706 2266635 8 79 gi 
ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
2302974 2302903 8 79 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2312159 2312088 8 79 gi 


in 34 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Geobacil 
2334861 2334790 8 79 gi 


ibosomal RNA, partial sequence 


2336266 2336195 8 79 gi 
n ALG 1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
Ls 

2339248 2339177 8 

ain BR4 16S ribosomal RNA, 
teria; Firmicutes; Clostridia; 
2340778 2340707 8 79 
ibosomal RNA, partial sequence 


79 gi 
complete se 
Clostri 


gi 


2390891 2390820 8 79 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2416938 2416867 8 79 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2441116 2441045 8 79 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2448733 2448662 8 79 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 

2460741 2460670 8 79 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2506035 2505964 8 79 gi 


gi 


ammaproteobacteria; Chromatiales; Ecto 
2589367 2589296 8 79 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2590946 2590875 8 79 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2592520 2592449 8 79 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2607862 2607791 8 79 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2617200 2617129 8 79 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2630944 2630873 8 79 gi 
osomal RNA, partial sequence 


eq 
te 


qu 
rm 


nc 
e; 


2266147 22676 
en 
na 


nc 
lu 


2334350 23357 
ho 


ue 
ia 
qu 
di 


2340265 23417 
ho 


2390343 23918 


oc 


ce 
al 


ia 
Ca 


2460248 24616 
Sp 


16S ribosomal RNA, partial sequence 2505486 25069 
th 
cu 


cu 


cu 
ia 
er 


al 
ct 


2630432 26317 
ho 


2665660 2665589 8 79 gi 


219857626 
uence 
ria; Des 
219857622 
ence 

obacteri 
219857608 
e 21855 
Carnoba 
219857555 


219857528 
ce 23024 
dales; A 
219857521 
e 23115 
s. 

219857505 


dobacter 
219857504 
nce 

Rhodob 


v 


219857502 
ence 

ales; He 
219857501 


dobacter 
219857466 


Halomonad 
219857448 
sequence 
occaceae 
219857426 
24405 
es; Ecto 
219857420 
1 sequen 
rnobacte 
219857409 


hingomon 
219857373 


iorhodos 
219857275 
25888 
Ss. 
219857274 
25903 
s. 
219857273 
25919 
Ss. 
219857263 
1 sequen 
ia; Ocea 
219857254 
sequenc 
obacilla 
219857238 


dobacter 


ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref|NR_025109.1 
80 2313074 Geobac 


ref|NR_025093.1 
aceae; Paracoccu 
ref|NR_025092.1 

2335756 233710 
acterales; Rhodo 


ref|NR_025090.1 

2338702 234021 
liobacteriaceae; 
ref|NR_025089.1 


acea 
ref 


e; Rhodobac 
NR_025054.1 


aceae; Halomonas 
ref |NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref|NR_024961.1 


piraceae; Alkali 
ref|NR_024906.1 
00 2590328 Entero 


ref |NR_024905.1 
79 2591887 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref|NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 


219857213 


sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 


sanguinis Bacteri 


a; Firmicutes; Lactobacillales; 


Streptococcaceae; 


ref|NR_025215.1| Desulfovibrio 
2162629 2164163 Desulfovibrio 

ulfovibrionales; Desulfovibrionaceae; 

ref|NR_025211.1| Carnobacterium 
2168820 2170305 Carnobacterium 

aceae; Carnobacterium. 

ref|NR_025197.1| Carnobacterium 

17 2186981 Carnobacterium viridans 

cterium. 

ref|NR_025143.1| Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Geobacillus 
illus subterraneus 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Roseinatronobacter 

2 Roseinatronobacter 

bacteraceae; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
a. 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Streptococcus 
5 Streptococcus 


Thioalkalivibrio 

kalivibrio paradoxus 

ae; Thioalkalivibrio. 
Alkalibacterium 

1 Alkalibacterium 

acterium. 

Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Paralactobacillus 
9 Paralactobacillus 
acillus. 
Methylarcula terricola 


terricola Bacteria; 


ula. 


ref|NR_024841.1 
2665089 266654 
Streptococcus. 


Streptococcus 
8 Streptococcus 


171632 Bacteria_16S 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; 


171632 Bacteria_16S 


kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 
Lactobacillales; 


kitasatonis Bacteria; 
171632 Bacteria_16S 


psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 


psychrotolerans Bacteria; Lactobacillales; Carnobacte 


171632 Bacteria_16S 


strain S-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


171632 Bacteria_16S 


carotinifaciens strain E-396 16S ribosomal RNA, 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rh 


Paracoccus. 
171632 Bacteria_16S 


japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; 


171632 Bacteria_16S 


strain 176 16S ribosomal RNA, partial sequence 
Streptococcaceae; 


Firmicutes; 
171632 Bacteria_16S 
strain STR Tl 16S 
Firmicutes; 
171632 Bacteria_16S 


strain S37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


171632 Bacteria_16S 
fornicalis strain 
fornicalis Bacteria; 
171632 Bacteria_16S 
raffinosus strain 
raffinosus Bacteria; 
171632 Bacteria_16S 
strain M-29c 16S 
Firmicutes; 
171632 Bacteria_16S 
strain S369-98-1 
Firmicutes; 
171632 Bacteria_16S 
strain ml1134/97/1 
Firmicutes; 
171632 Bacteria_16S 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
171632 Bacteria_16S 


denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
171632 Bacteria_16S 


Lactobacillales; 


Lactobacillales; 


Lactobacillales; 


Lactobacillales; 


Lactobacillales; 


2680812 2680741 8 


Firmicutes; 
2704694 2704623 8 


Firmicutes; 
2731947 2731876 8 


Firmicutes; 


2892558 2892487 8 


2926031 2925960 8 


2932054 2931983 8 


2962244 2962173 8 


2963793 2963722 8 


ribosomal RNA, partial sequence 
Streptococcaceae; 


2965280 2965209 8 


3009503 3009432 8 


TV1018 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 
3024595 3024524 8 


1789-79 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 
3038302 3038231 8 


ribosomal RNA, partial sequence 
Enterococcaceae; 


3064218 3064147 8 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptococcaceae; 


3070070 3069999 8 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


3085200 3085129 8 


3086645 3086574 8 


3089695 3089624 8 


Lactobacillales; Carnobacte 


Sphingomonadales; Sphingomon 


219857202 
sequence 


79 gi 


79 gi| 219857185 
Lactobacillace 


79 gi|219857166 


79 gi| 219856861 
2892009 28935 
79 gi| 219856839 


complete sequence 


79 gi| 219856835 
Oceanosp 
79 gi| 219856815 
2961676 29631 
Streptococcus. 
79 gi| 219856814 
2963222 29647 
Streptococcus. 
79 gi|219856812 
2964771 29662 
79 gi|219846917 
Lactobacillacea 
79 gi| 219846907 
Enterococcaceae 
FS gi| 219846897 
3037737 30392 
Vagococcus. 
79 gi| 219846879 


Streptococcus. 
219846875 
30695 


79 gi 


Vagococcus. 
79 gi|219846865 


219846864 


79 gi 


79 gi|219846862 


ref |NR_024830.1| Alkalibacterium 
2680270 2681761 Alkalibacterium 

riaceae; Alkalibacterium. 

ref|NR_024813.1| Lactobacillus 
2704122 2705627 Lactobacillus 

ae; Lactobacillus. 

ref|NR_024794.1| Marinilactibacillus 
2731401 2732858 Marinilactibacillus 

riaceae; Marinilactibacillus. 


ref|NR_024680.1| Vibrio rumoiensis 
02 Vibrio rumoiensis Bacteria; 
ibrio. 

ref|NR_024658.1] Paracoccus 


2925520 2926971 Paracoccus 
odobacterales; Rhodobacteraceae; 


ref|NR_024654.1| Pseudospirillum 

2931509 2932967 Pseudospirillum 
irillales; Pseudospirillum. 
ref|NR_024634.1| Streptococcus porcinus 
71 Streptococcus porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


ref |NR_024633.1 
20 Streptococcus 


ref|NR_024631.1| Sphingopyxis chilensis 
22 Sphingopyxis chilensis Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_026509.1| Lactobacillus 
3008942 3010362 Lactobacillus 
e; Lactobacillu 
ref|NR_026499.1] Enterococcus 
3024035 3025459 Enterococcus 
; Enterococcus. 
ref|NR_026489.1| Vagococcus fluvialis 
05 Vagococcus fluvialis Bacteria; 


n 


ref|NR_026471.1 
27 Streptococcus 


Streptococcus ovis 
ovis Bacteria; 


ref|NR_026467.1| Vagococcus lutrae 
11 3070973 Vagococcus lutrae Bacteria; 


ref|NR_026457.1| Paracoccus 


sequence 3084717 3086111 Paracoccus 
Rhodobacterales; 


Rhodobacteraceae; 


ref|NR_026456.1] Paracoccus 
3086162 3087556 Paracoccus 


Rhodobacterales; Rhodobacteraceae; 


ref|NR_026454.1| Granulicatella 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 


balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteri 


171632 Bacteria_16S 


strain N2 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 


171632 Bacteria_16S 
antarctica strain 
antarctica Bacteria; 
Psychromonas. 
171632 Bacteria_16S 


oxalivorans strain RAOx- 


oxalivorans Bacteria; 
171632 Bacteria_16S 
oxalaticus strain 
Bacteria; Firmicutes; 
171632 Bacteria_16S 
strain A901/1 16S 


171632 Bacteria_16S 


star-1 


RAOx1 


riboso 


3107592 3107521 8 
RNA, 


3116681 3116610 8 


3121192 3121121 8 


Firmicutes; 
3122739 3122668 8 


Bacillales; 
3134581 3134510 8 


3136115 3136044 8 


complete sequence 
Rhodobacterales; Rhodobacter 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
FS 16S ribosomal RNA, partial sequence 


Bacillales; 


16S ribosomal RNA, partial sequence 31221 
Paenibacillaceae; Aneurinibacil 


mal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


79 gi| 219846850 
3107102 31085 


79 gi|219846844 
79 gi|219846841 
Paenibacillaceae; A 


79 gi| 219846840 


79 gi| 219846832 
3134094 31355 


Rhodobacterales; Rhodobacteraceae; 


Alteromonadales; 


aceae; Granulicatella. 

ref|NR_026442.1| Rhodovulum robiginosum 
15 Rhodovulum robiginosum Bacteria; 
aceae; Rhodovulum. 

ref|NR_026436.1] Psychromonas 

116131 3117629 Psychromonas 
Psychromonadaceae; 


Ww 


ref |NR_026433.1| Ammoniphilus 
3120644 3122140 Ammoniphilus 

neurinibacillus group; Ammoniphilus. 

ref |NR_026432.1| Ammoniphilus 

91 3123687 Ammoniphilus oxalaticus 

lus group; Ammoniphilus. 

ref|NR_026424.1| Paracoccus alkenifer 

01 Paracoccus alkenifer Bacteria; 

Paracoccus. 


79 gi| 219846831 


sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 


ref|NR_026423.1] Desulfocapsa 
3135552 3137033 Desulfocapsa 


sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfocapsa. 


171632 Bacteria_ 


strain YH-15 16S 
Firmicutes; Lact 


171632 Bacteria_ 


sibiricus strain 
sibiricus Bacter 
Sandaracinobacte 


171632 Bacteria_ 


thoraltensis str 
Bacteria; Firmic 


171632 Bacteria_ 


CECT 4600 16S ri 
Proteobacteria; 


171632 Bacteria_ 


glycolicus strai 
glycolicus Bacte 
Desulfofustis. 


171632 Bacteria_ 


strain LMG 2142 
Proteobacteria; 


171632 Bacteria_ 


strain BN6 16S r 
Proteobacteria; 


171632 Bacteria_ 


pantelleriensis 
pantelleriensis 
Halomonas. 


171632 Bacteria_ 


strain FB2 16S r 
Proteobacteria; 


171632 Bacteria_ 


marinum DSM 5261 
Proteobacteria; 


171632 Bacteria_ 


strain Milford 7 
Proteobacteria; 


171632 Bacteria_ 


strain ATCC 1533 
Proteobacteria; 


171632 Bacteria_ 


strain 717 16S r 
Proteobacteria; 


171632 Bacteria_ 


nigripulchritudo 
nigripulchritudo 


171632 Bacteria_ 


80 16S ribosomal 
Gammaproteobacte 


171632 Bacteria_ 


strain ATCC 1404 
Proteobacteria; 


171632 Bacteria_ 


strain NS 16S ri 
Proteobacteria; 


171632 Bacteria_ 


strain ATCC 3591 
Bacteria; Proteo 


171632 Bacteria_ 


strain NCFB 2890 
Firmicutes; Lact 


171632 Bacteria_ 


periodonticum st 
periodonticum Ba 


171632 Bacteria_ 


nucleatum subsp. 
nucleatum subsp. 


171632 Bacteria_ 
szegediense strain OR2 16S ribosomal RNA, partial sequence 


16S 3165010 3164939 8 79 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
obacillales; Lactobacillaceae; Lactobacillus. 

16S 3197133 3197062 8 79 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 

ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

r. 

16S 3216630 3216559 8 79 gi|219846776|ref|NR_026368.1| Streptococcus 

ain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
utes; Lactobacillales; Streptococcaceae; Streptococcus. 

16S 3227227 3227156 8 79 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
bosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 3237954 3237883 8 79 gi|219846762|ref|NR_026354.1| Desulfofustis 

n PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 

ria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

16S 3261911 3261840 8 79 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

16S 3312049 3311978 8 79 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
ibosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

16S 3319695 3319624 8 79 gi|219846706|ref|NR_026298.1| Halomonas 

strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

16S 3353137 3353066 8 79 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
ibosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

16S 3388279 3388208 8 79 gi|219846653|ref|NR_026245.1| Rhabdochromatium 

16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

16S 3557883 3557812 8 79 gi| 219846537 |ref|NR_026129.1| Vibrio tubiashii 

4 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 3559363 3559292 8 79 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
8 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 3560878 3560807 8 79 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
ibosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 3562399 3562328 8 79 gi|219846534|ref|NR_026126.1| Vibrio 

strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 

Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 3563884 3563813 8 79 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 

ria; Vibrionales; Vibrionaceae; Vibrio. 

16S 3565364 3565293 8 79 gi|219846532|ref|NR_026124.1| Vibrio natriegens 

8 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 3566870 3566799 8 79 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
bosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 3568376 3568305 8 79 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
2 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
bacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 3614059 3613988 8 79 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
obacillales; Carnobacteriaceae; Alloiococcus. 

16S 3618539 3618477 8 70 gi|219846493|ref|NR_026085.1| Fusobacterium 
rain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
cteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

16S 3621301 3621239 8 70 gi|219846491|ref|NR_026083.1| Fusobacterium 
fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

16S 3648774 3648703 8 79 gi|219846472|ref|NR_026064.1| Methylocaldum 


3648206 3649696 Methylocaldum szegediense 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


171632 Bacteria_16S 3650313 3650242 8 79 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

171632 Bacteria_16S 3651854 3651783 8 79 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

171632 Bacteria_16S 3654911 3654840 8 79 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 


171632 Bacteria_16S 3661078 3661007 8 79 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
strain IC079 16S ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

171632 Bacteria_16S 3677870 3677799 8 79 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

171632 Bacteria_16S 3749415 3749344 8 79 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
strain A089 16S ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

171632 Bacteria_16S 3766092 3766021 8 79 gi| 219846387 |ref|NR_025978.1| Desulfovibrio 


acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulfovibrio acrylicus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


171632 Bacteria_16S 3829714 3829643 8 79 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

171632 Bacteria_16S 3837122 3837051 8 79 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

171632 Bacteria_16S 3867461 3867399 17 79 gi|219846317|ref|NR_025907.1| Porphyromonas levii 
strain ATCC 29147 16S ribosomal RNA, partial sequence 3866893 3868368 Porphyromonas levii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

171632 Bacteria_16S 3931950 3931879 8 79 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

171632 Bacteria_16S 3936249 3936178 8 79 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 


thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 


171632 Bacteria_16S 3937683 3937612 8 79 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

171632 Bacteria_16S 3952415 3952344 8 79 gi|219846257|ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

171632 Bacteria_16S 3953892 3953821 8 79 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

171632 Bacteria_16S 3955331 3955260 8 79 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

171632 Bacteria_16S 3965839 3965768 8 79 gi|219846248|ref|NR_025838.1| Novosphingobium 


capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 
171632 Bacteria_16S 3970304 3970233 8 79 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
171632 Bacteria_16S 3974682 3974611 8 79 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 
171632 Bacteria_16S 3995138 3995067 8 79 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

171632 Bacteria_16S 3996629 3996558 8 79 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 
171632 Bacteria_16S 3998123 3998052 8 79 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 
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171632 Bacteria_16S 4056972 4056901 8 79 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

171632 Bacteria_16S 4066131 4066060 8 79 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

171632 Bacteria_16S 4103788 4103717 8 79 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

171632 Bacteria_16S 4117433 4117362 8 79 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

171632 Bacteria_16S 4128150 4128079 8 79 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

171632 Bacteria_16S 4129639 4129568 8 79 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

171632 Bacteria_16S 4134212 4134141 8 79 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

171632 Bacteria_16S 4171281 4171210 8 79 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 
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171632 Bacteria_16S 38229 38199 49 79 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

171632 Bacteria_16S 44318 44288 49 79 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

171632 Bacteria_16S 48903 48834 10 79 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
171632 Bacteria_16S 146096 146066 49 79 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 
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1442329 1443825 Actinobacillus scotiae 


171632 Bacteria_16S 
stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 
171632 Bacteria_16S 
doudoroffii strai 
doudoroffii Bacte 
171632 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 
171632 Bacteria_16S 
strain 8025 16S r 
Proteobacteria; 
171632 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 
Roseisalinus. 
171632 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 


Loktanella. 


171632 Bacteria_16S 
strain CCUG 47334 
Firmicu 
171632 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 
Algoriphagus. 

171632 Bacteria_16S 
strain LMG 21970 
Bacteroidetes; 
171632 Bacteria_16S 
aquimarinus strai 


Bacteria; 


G 


Sp 


1444350 1444320 49 79 gi 
rain 5SM22 16S ribosomal RNA, partial 


1454941 1454911 49 79 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; 
1482227 1482197 8 38 gi 
vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; 


1512169 1512139 49 79 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Past 
1610766 1610736 49 79 gi 
n EL-88 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Alphaproteobacteria 


gi 


1612246 1612216 49 79 gi 
in LMG 22007 16S ribosomal RNA, partial 


tes; Clostridia; Clostridiales; 
1616790 1616760 49 79 gi 
n LMG 21980 16S ribosomal RNA, partial s 
ria; Bacteroidetes; Sphingobacteria; Sph 
1618313 1618283 49 79 gi 
hingobacteria; Sphingobacteriales; Cyclo 
1619836 1619806 49 79 gi 
n LMG 21971 16S ribosomal RNA, partial s 


Fusobacteria; 


224581424 
sequence 
cteria; Proteobacteria; Alphaproteobacteria; 


224581417 
sequence 

Gammaproteobacteria; Aeromo 
219878151 


partial 


219878127 
1511717 15130 


eurellac 


219878469 


nce 


219878468 


sequence 


equence 


219878464 
16S ribosomal RNA, partial sequence 1617815 16192 


equence 


Rho 


ref 


ref 


ref 


ref 


eae; 
ref 


ref 


eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
1613814 1613784 10 40 gi| 219878467 |ref|NR_025606.1 
16S ribosomal RNA, partial sequence 1613259 1614770 Helcoc 


Clostridiales Family 
219878465 


ref 


ref 


ref 


1443876 144534 
dobacterales; 


1454432 145591 
nadales; 


sequence 
Fusobac 


1610323 161174 
; Rhodobacte 


1611794 161320 


1616292 161776 
ingobacteria 


87 Algoriphagus 
bacteriaceae 
219878463 
1619338 162081 


NR_027205.1 
Rh 
NR_027198.1 
Aeromon 
NR_025290.1 


148170 
teriales; Fu 
NR_025266.1 


Histophilus 
NR_025608.1 
rales; Rhodo 


NR_025607.1 


XI. Incerta 
NR_025604.1 


les; Cycloba 
NR_025603.1 


; Algoriphag 
NR_025602.1 


aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cycloba 
Algoriphagus. 

171632 Bacteria_16S 1621359 1621329 49 79 gi|219878462|ref|NR_025601.1 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 162233 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclob 
Algoriphagus. 

171632 Bacteria_16S 1624390 1624360 49 79 gi|219878460|ref|NR_025599.1 
strain BA134 16S ribosomal RNA, partial sequence 1623889 16253 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 
171632 Bacteria_16S 1711296 1711266 49 79 gi|219878400|ref|NR_025539.1 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 1712258 Loktanella sal 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanell 
171632 Bacteria_16S 1717432 1717402 49 79 gi|219878396|ref|NR_025535.1 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 17183 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
171632 Bacteria_16S 1769043 1769013 49 79 gi| 219878358 |ref|NR_025497.1 
strain 525 16S ribosomal RNA, partial sequence 1768558 17700 

Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 
171632 Bacteria_16S 1785626 1785596 49 79 gi| 219878345 |ref|NR_025484.1 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgon 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
171632 Bacteria_16S 1817692 1817662 49 79 gi|219878324|ref|NR_025463.1 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 181866 


myxococcoides Bac 
Sporocytophaga. 

171632 Bacteria_16S 
strain HK85 16S r 
Proteobacteria; 
171632 Bacteria_16S 
limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteob 
171632 Bacteria_16S 
aerophilus strain 
aerophilus Bacter 
171632 Bacteria_16S 
strain 95Al 16S ribosomal RNA, 


Bacteria; 


G 


teria; Bacteroidetes; Sphingobacteria; S 
1875501 1875471 49 79 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Past 


1904519 1904489 49 79 gi 


gi 


acteria; Gammaproteobacteria; Chromatial 
1905871 1905841 49 79 gi 
I/26Corl 16S ribosomal RNA, partial seq 
ia; Bacteroidetes; Sphingobacteria; Sphi 


1962185 1962155 49 79 gi 
complete sequence 


219878284 
1874987 18764 


eurellac 


219878260 


19040 


es; Chro 


219878259 


uence 
ngobacte 


219878220 
1961654 1963186 Pasteurella skyensis Bacteria; 


phingobacter 


ref 


eae; 
ref 


mati 
ref 


rial 
ref 


iales; Flexi 
NR_025423.1 


Haemophilus 
NR_025399.1 


81 1905405 Thioal 


aceae; Thioa 
NR_025398.1 


1905456 190681 


es; Flexibac 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Histophilus somni 


77 Histophilus somni Bacteria; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 
obacteraceae; 


Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Algoriphagus 

4 Algoriphagus 

cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 

0 Algoriphagus 

cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Loktanella salsilacus 
lsilacus Bacteria; 
a. 

Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Dysgonomonas mossii 
omonas mossii Bacteria; 


Sporocytophaga 
7 Sporocytophaga 


bacteraceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 


NR_025359.1 


Pasteurella skyensis 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 


171632 Bacteria_16S 
anilini strain Anil 16S ribosomal RNA, partial sequence 


Bacteria; 


strain NNO15840 1 
Bacteroidetes; 


Fl 


1978864 1978834 49 79 gi 


2055443 2055413 10 40 gi 


Streptomyces. 
2064486 2064456 49 79 gi 
6S ribosomal RNA, partial sequence 206 


219878209 


219878154 


219878147 
3988 20654 


19783 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
171632 Bacteria_16S 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, parti 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
171632 Bacteria_16S 


al sequence 
Actinomycetales; 


ref|NR_025348.1| Desulfobacterium 

26 1979852 Desulfobacterium anilini 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_025293.1| Streptomyces 

2054970 2056387 Streptomyces 
Streptomycineae; 


ref|NR_025286.1 
61 Cellulophaga 


Cellulophaga baltica 
baltica Bacteria; 


171632 Bacteria_16S 
microaerophila strain AL 


avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
2127049 2127019 49 79 gi|219857650|ref|NR_025239.1| Thioalkalispira 
EN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 


microaerophila Bacteria; 


Proteobacteria; 


Gammaproteobacteria; 


Chromatiales; 


Ectothiorhodospiraceae; 


Thioalkalispira. 

171632 Bacteria_16S 2177003 2176973 8 38 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

171632 Bacteria_16S 2187540 2187510 49 79 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

171632 Bacteria_16S 2193574 2193544 49 79 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

171632 Bacteria_16S 2249740 2249710 8 38 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

171632 Bacteria_16S 2251265 2251235 8 38 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

171632 Bacteria_16S 2363574 2363544 49 79 gi|219857485|ref|NR_025073.1| Haemophilus felis 


strain ATCC49733 
Proteobacteria; 


strain Loup-1 16S 
Bacteroidetes; 


strain LMG11607 1 


Gammaproteobacteria; Pasteurellales; Pa 
171632 Bacteria_16S 


Bacteroidia; 
171632 Bacteria_16S 


16S ribosomal RNA, partial sequence 236 


2393924 2393894 49 79 

ribosomal RNA, partial sequence 
Bacteroidales; 
2407575 2407545 49 79 gi 
6S ribosomal RNA, partial sequence 240 


gi 
239 


Porphyromonadaceae; 


3042 23645 


steurellaceae. 


219857464 
3419 23948 


219857455 
7067 24085 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 

171632 Bacteria_16S 2418473 2418443 8 38 gi| 219857447 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 24194 
Firmicutes; Lactobacillales; Leuconostoc. 

171632 Bacteria_16S 2420028 2419998 8 38 gi| 219857446 
strain IH25 16S ribosomal RNA, partial sequence 2419471 24209 
Firmicutes; Lactobacillales; Leuconostoc. 

171632 Bacteria_16S 2501429 2501399 49 79 gi| 219857381 


strain 2074-AUS-E 
Proteobacteria; 


16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Legionellales; Legio 


25009 


Porphyromonas. 


eriaceae; Riemerella. 


nellaceae; 


76 Haemophilus felis Bacteria; 


ref|NR_025052.1 
84 Porphyromonas 


Porphyromonas gulae 
gulae Bacteria; 


ref|NR_025043.1| Riemerella columbina 
26 Riemerella columbina Bacteria; 


ref|NR_025035.1| Leuconostoc gelidum 
20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 
ref|NR_024969.1| Legionella waltersii 


08 2502354 Legionella waltersii Bacteria; 
Legionella. 


171632 Bacteria_16S 2600035 2600005 49 79 gi|219857268|ref|NR_024899.1| Mannheimia 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
171632 Bacteria_16S 2601589 2601559 49 79 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 2602563 Mannheimia ruminalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

171632 Bacteria_16S 2603143 2603113 49 79 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

171632 Bacteria_16S 2604697 2604667 49 79 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 
strain P925 16S ribosomal RNA, partial sequence 2604168 2605671 Mannheimia glucosida Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

171632 Bacteria_16S 2629445 2629379 10 76 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

171632 Bacteria_16S 2638510 2638480 49 79 gi|219857232|ref|NR_024860.1| Actinobacillus 


succinogenes stra 
succinogenes Bacteria; 
Actinobacillus. 
171632 Bacteria_16S 
strain Pd55 16S ribosoma 
Proteobacteria; 
171632 Bacteria_16S 


P 


2676193 2676163 49 


roteobacteria; 


79 
1 RNA, partial sequence 


Epsilonproteobacteria; Nautiliales; Nauti 
2758587 2758557 49 


79 


in 130Z 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Pasteurellales; Paste 
gi|219857205|ref|NR_024833.1 
2675717 26771 


liaceae; 
219857147 


gi 


2637974 263946 


Lebetimonas. 


1 Actinobacillus 
urellaceae; 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


ref|NR_024775.1 


Reichenbachiella 


agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 


agariperforans Bacteria; 
Reichenbachiella. 


Bacteroidetes; 


Sphingobacteria; 


Sphingobacteriales; Flammeovirgaceae; 


171632 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


171632 Bacteria_16S 


strain IAM 14848 


pneumoniae strain 
pneumoniae Bacter 


171632 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; 


strain LS-13 16S 
Proteobacteria; 


strain 1145589 16 
Bacteroidetes; Ba 


171632 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
171632 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


171632 Bacteria_16S 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


171632 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


171632 Bacteria_16S 


strain Nl 16S rib 


Proteobacteria; Alphapro 
171632 Bacteria_16S 


strain GY-1 16S r 
Deinococcus-Therm 


171632 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


171632 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


171632 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


171632 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


171632 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


171632 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


171632 Bacteria_16S 


strain ATCC 43185 
Bacteroidetes; Ba 


171632 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


171632 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


171632 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


G 
171632 Bacteria_16S 


G 
171632 Bacteria_16S 


2817360 2817334 10 36 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


1 
si 
2900069 2900039 10 40 gi 
oc 
2982054 2982024 49 79 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
2989697 2989667 49 79 gi 


ue 
ac 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
2991232 2991202 49 79 gi|219846929|ref|NR_026521.1 
ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter 


ammaproteobacteria; Legionellales; Legio 
3015577 3015547 49 79 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3020011 3019945 10 76 gi 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3062634 3062604 49 79 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


da 


T 


s 
er 


3065576 3065546 49 79 gi 
ain 1187 16S ribosomal RNA, partial se 
teria; Bacteroidetes; Sphingobacteria; 


qu 
Ss 


3095608 3095578 49 79 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3109015 3108985 49 79 gi 
osomal RNA, complete sequence 
teobacteria; Rhodobacterales; R 
3139030 3139000 49 79 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; 
3143615 3143585 49 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3161942 3161912 49 79 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


en 
da 


ho 


Thermaceae; M 


te 


eq 
baad 


3163403 3163373 49 79 gi 
172 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 
3231723 3231649 5 79 gi 


e 
ho 


ridia; Clostridiales; Clostridiales Fami 
3233237 3233207 49 79 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3389694 3389664 49 79 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3392699 3392669 49 79 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Bacteroidace 
3409439 3409409 49 79 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
3547014 3546984 49 79 


qu 
hl 


ae 


Po 
gi 


rp 


cteroidia; Bacteroidales; Porphyromonada 
3548547 3548517 49 79 gi 
ain VPB 4874 16S ribosomal RNA, partia 


teria; Bacteroidetes; Bacteroidia; Bac 


1 
te 


219856912 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


171632 Bacteria_16S 219846935 


219846930 
6S ribosomal RNA, partial sequence 2989207 29906 


219846913 
3015068 30165 


219846910 
3019481 30209 


219846880 


219846878 


219846858 
219846849 
3108566 31099 


219846829 
3138565 31400 
219846826 


219846814 


219846813 
219846766 
16S ribosomal RNA, partial sequence 3231181 32326 
219846765 
219846652 
219846650 
219846638 
219846545 


6S ribosomal RNA, partial sequence 3546505 35479 


219846544 


ref |NR_024733.1 
2816799 281828 
hales; Erysipel 


sequence 
pelotric 


ref|NR_024675.1 


; Microbacteriac 
ref|NR_026527.1 
2981577 298305 
amydophila. 
ref |NR_026522.1 


occineae 


nce 


eae; Chl 


nellaceae; Fluoribacter 
ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 


ref |NR_026502.1 


ceae; Dy 


hermus. 
ref|NR_026472.1 
3062186 306360 
obacterales; Rho 


equence 
ia; Rhod 


ref |NR_026470.1 
3065078 306652 
cteriales; Flexi 


ence 
phingoba 


ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref|NR_026441.1 


ce 30950 
les; Suc 


dobacteracea 


ref 


e; Rhodovulu 
NR_026421.1 


eiothermus. 
ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026406.1 
161511 316291 
bacterales; Rhod 


31431 
rales; R 


Ww 


uence 
a; Rhodo 


ref|NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026357.1 
3232707 323424 
Parachlamydi 
NR_026244.1 
338924 

s; Thermaceae; M 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref |NR_026230.1 
32 3410401 Porphy 
daceae; Porphyro 
ref |NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref |NR_026136.1 
3548038 354952 

; Porphyromonada 


31629 
dobacter 


ly XI. I 
ence 

amydiaceae; 
ref 
al sequence 


Thermale 


33921 
Bacter 


v 


34089 
hyromona 


ceae; Po 


sequence 
roidales 


171632 Bacteria_16S 


nucleatum subsp. 


3619920 3619890 8 38 gi 
animalis strain NCTC 12276 16S ribosomal 


219846492 


ref |NR_026084.1 
RNA, partial sequence 


fo} 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Chlamydophila 
5 Chlamydophila 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Dysgonomonas gadei 


gadei Bacteria; 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Rhodovulum iodosum 


v 


80 Rhodovulum iodosum Bacteria; 


m. 
Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 

obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 

Parachlamydia 
7 Parachlamydia 
Be 
Meiothermus 
4 3390664 Meiothermus 
eiothermus. 
Bacteroides caccae 
oOides caccae Bacteria; 


Porphyromonas catoniae 
romonas catoniae 

monas. 

Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Fusobacterium 
3619459 3620789 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


171632 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


171632 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; 


porcinus strain N 
Bacteria; Proteob 


171632 Bacteria_16S 


strain E-37 16S r 


norvegica strain 
Bacteria; 
Thermodesulforhab 


171632 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


171632 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


171632 Bacteria_16S 


strain Wai33 16S 


Deinococcus-Thermus; 
171632 Bacteria_16S 


strain YT-1 16S r 


Deinococcus-Thermus; 
171632 Bacteria_16S 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
171632 Bacteria_16S 


strain IFO 15965 


strain KMM 6017 1 
Bacteroidetes; Sp 


171632 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; Sp 


171632 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


171632 Bacteria_16S 


ornithinivorans s 
ornithinivorans B 
Algoriphagus. 


171632 Bacteria_16S 


halophilus strain 
halophilus Bacter 


171632 Bacteria_16S 


mannitolivorans s 
mannitolivorans B 
Algoriphagus. 


171632 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


171632 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


171632 Bacteria_16S 


strain KMM 3554 1 
Proteobacteria; A 


171632 Bacteria_16S 


G 
171632 Bacteria_16S 


Proteob 


Fusobacterium. 

3682318 3682288 49 79 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3694447 3694417 49 79 gi 


ammaproteobacteria; Pasteurellales; Pa 
3695884 3695854 49 79 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3716849 3716819 49 79 gi 
ibosomal RNA, partial sequence 


3776549 3776519 49 79 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 

3823605 3823575 49 79 
strain 536 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


gi 
complete 
Gammaproteob 


3825135 3825105 49 79 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pasteure 
3876691 3876625 10 76 gi 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3878211 3878145 10 76 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3895274 3895244 49 79 gi 
ribosomal RNA, complete sequence 
3902836 3902806 10 


40 gi 


3984743 3984713 49 79 gi 


hingobacteria; Sphingobacteriales; Fla 
4007028 4006998 49 79 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
4082907 4082877 8 38 gi 
2301083 16S ribosomal RNA, partial seq 
a; Firmicutes; Bacillales; Paenibacill 
4096329 4096299 49 79 gi 
train JC2052 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


4097815 4097785 49 79 gi 
JC2051 16S ribosomal RNA, partial seq 
ia; Bacteroidetes; Sphingobacteria; Sp 
4099271 4099241 49 79 gi 
train JC2050 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


4123583 4123553 49 79 gi 
in Gerl. 236/81 16S ribosomal RNA, par 
eria; Proteobacteria; Gammaproteobacte 


4166623 4166593 49 
KMM 358 
a; Prot 


79 gi 
4 16S ribosomal RNA, partial se 
eobacteria; Alphaproteobacteria 


4168105 4168075 49 79 gi 


lphaproteobacteria; Rhodobacterales; R 


animalis Bacteria; 


219846449 

36818 

terales; 
219846441 


6S ribosomal RNA, partial sequence 3693916 36953 


steurellac 
219846439 
ce 36953 
llales; 
219846425 


3716418 37177 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
171632 Bacteria_16S 


hodobacter 
219846379 
nce 37759 
obacterale 


219846347 
sequence 
acteria; P 
219846346 
38245 
llales; Pa 
219846311 


3876152 38776 


Thermus. 
219846310 


3877677 38791 


Thermus. 
219846298 


3894733 38962 


219846293 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
171632 Bacteria_16S 


kineae; Cr 
219846235 


6S ribosomal RNA, partial sequence 3984248 39856 


mmeovirgac 
219846218 


4006528 40080 


lobacteria 
219846164 
uence 
aceae; Pae 
219846155 
1 sequence 
a; Sphingo 


219846154 
uence 
hingobacte 
219846153 
1 sequence 
a; Sphingo 


219846134 
tial seque 
ria; Paste 


219846102 
quence 
; Rhodo 


‘ bac 


219846101 


6S ribosomal RNA, partial sequence 4167649 41690 


hodobacter 
219846070 


4207641 4207611 8 38 gi 


thermautotrophica strain 41 16S ribosomal RNA, partial sequence 


thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. 


Sedis; Carboxydoc 


ella. 


Fusobacteria; 


R 


Pa 


ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026032.1 
eae. 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; 
ref|NR_026016.1 


aceae; Sagittul 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref|NR_025938.1 
3823071 382454 
asteurellales; P 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref|NR_025901.1 


ref|NR_025900.1 


ref|NR_025888.1 


ref|NR_025883.1 


sporangiacea 
NR_025825.1 


ypto 
ref 


eae; 
ref 


Roseivirga. 
NR_025808.1 
ceae; Algoriphag 
ref|NR_025754.1 

4082348 408382 
nibacillus. 
ref|NR_025745.1 

4095844 409726 
bacteriales; Cyc 


ref|NR_025744.1 
4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 
4098796 410017 
bacteriales; Cyc 


24.1 
0 
e 


ref 
nce 
urel 


NR_0257 

41231 
lales; Past 
92.1 
9 
a 


ref |NR_0256 
166170 41675 


terales; Rhodob 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025660.1 

4207086 420854 


Fusobacteriales; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Sagittula stellata 


90 Sagittula stellata Bacteria; 
a. 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Algoriphagus marincola 


03 Algoriphagus marincola Bacteria; 


us. 
Paenibacillus 
2 Paenibacillus 


Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Carboxydocella 
0 Carboxydocella 
Incertae 


171632 Bacteria_16S 4231925 4231895 49 


methylohalidivorans strain MB2 16S ribosomal RNA, parti 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Leisingera. 


171632 Bacteria_16S 4236450 4236420 49 


strain BA160 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
171632 Bacteria_16S 


Sphingobacteria; 


42821 42752 10 


79 


79 


79 


gi 


gi 


Sphingobacteriales; Cyc 


gi 


synnemataformans strain IMMIB D-1215 16S ribosomal RNA, 


synnemataformans Bacteria; Actinobacteria; Actinobacter 


Nocardiopsaceae; Nocardiopsis. 
171632 Bacteria_16S 85107 
dassonvillei subsp. 


85038 10 


Actinomycetales; 
171632 Bacteria_16S 
strain 55134 16S 


144644 144575 10 


171632 Bacteria_16S 162849 162780 10 


epidermidis strain P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinob 
Brevibacterium. 
171632 Bacteria_16S 
radiotolerans str 
radiotolerans Bacteria; Actinobacteria; 
Rubrobacteraceae; Rubrobacter. 

171632 Bacteria_16S 265216 265147 10 
strain MCRL 0044 


262165 262096 10 


ain P 1 16S ribosomal RNA, 


79 


79 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


79 


79 


79 


gi 


dassonvillei strain IMRU 509 16S ri 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; 


gi 


gi 


gi 


complete sequence 
Rubrobacteridae; 


gi 


16S ribosomal RNA, partial sequence 264725 26613 


4235935 42373 
lobacteriaceae; 
ref 
eque 
idae; Actinomycetales; 


144082 14559 


219846047 
al sequenc 


219846044 


265679035 
partial s 


265679006 


Nocardiops 
265678966 


265678954 
ence 16233 
ales; 
265678885 


Rubrobac 


265678883 


ref 
e 4231451 423288 


NR_025637.1 


Rhodobacterale 


ref 
93 Aquiflexum balticum Bacteria; 
Aquiflexum. 


ref 
bosomal RNA, p 


is. 
ref 
5 Jonesia denitrificans Bacteria; 
Jonesiaceae; 
ref 
4 163815 Brevib 
Micrococ Brevibacteriaceae; 
ref 
261591 2 
tera 


ref 
4 Kutzneria viridogrisea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


171632 Bacteria_16S 374140 374071 10 


79 


gi 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 


nipponensis Bacte 
Streptomycetaceae; Kitasatospora. 

171632 Bacteria_16S 377245 377176 10 
XILO1 16S ribosomal RNA, 
Actinobacteridae; 
171632 Bacteria_16S 401786 401717 10 
subsp. nitratus strain IMET 11532, 
cerinus subsp. 
Microbacteriaceae; Agromyces. 

171632 Bacteria_16S 409477 409408 10 
ferralitis strain 
ferralitis Bacter 
Streptomycetaceae; Streptomyces. 

171632 Bacteria_16S 417329 417260 10 
formicigenes stra 
formicigenes Bacteria; 
171632 Bacteria_16S 
putterlickiae str 
putterlickiae Bac 
Streptomycetaceae; Kitasatospora. 

171632 Bacteria_16S 449702 449633 10 
xinjiangensis str 
xinjiangensis Bac 
Actinosynnemataceae; 
171632 Bacteria_16S 
strain Muenster 2 
Bacteria; Actinob 
171632 Bacteria_16S 
strain HKI 0120 1 


Firmicutes; 
435882 435813 10 


Saccharothrix. 
630896 630827 10 


635459 635390 10 


171632 Bacteria_16S 636990 636921 10 


strain HKI 0119 1 


171632 Bacteria_16S 
azorensis strain 
Bacteria; Firmicutes; 
171632 Bacteria_16S 

strain M343/98/2 


653670 653601 10 


Clostridia; 
673385 673316 10 


complete sequence 


79 


79 


79 


79 


79 


79 


79 


79 


79 


79 


79 


ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


16S ribosomal RNA, p 
nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


gi 


SFOp68 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


gi 


in DV1184 16S ribosomal RNA, partial s 


Clostridia; Clostridiales; 


gi 


ain F18-98 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


gi 


ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


gi 


000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ref 
1 Knoellia sinensis Bacteria; 


gi 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ref 
3 654605 Calor 
Calo 
ref 
5 Actinomyces coleocanis Bacteria; 


gi 


MV1087 16S ribosomal RNA, partial sequ 
Clostridiales; 


Clostr 
gi 


16S ribosomal RNA, partial sequence 672829 67426 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


171632 Bacteria_16S 674846 674777 10 


79 


strain W16 16S ribosomal RNA, partial sequence 


gi 


265678805 
sequence 
Actinomyc 


265678803 


265678787 


265678782 


265678776 
equence 


265678764 
sequence 


265678755 
al sequenc 


265678630 
e 63034 
ales; 
265678627 


265678626 


265678614 
ence 65316 
idiaceae; 

265678600 


nomycineae; 
265678599 


ref 
373661 3 
etal 


ref 
376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
ref 


artial sequenc 


ref 
408966 41045 
Actinomycetale 


ref 


4 


e; Actinomycet 


ref 
e 449186 45061 
e; Actinomycet 


ref 
9 631823 Kytoc 
Micrococ 
ref 
2 Knoellia subterranea Bacteria; 


In 


In 


Ac 


ref 


16856 41823 
Peptost 
ref 
435340 43687 


NR_025634.1 


NR_029343.1 
nce 42294 
Str 
NR_029314.1 
artial seque 


NR_029274.1 


NR_029262.1 
cineae; 


NR_029191.1 
63140 
les; Rubroba 
NR_029189.1 


Pseudonocar 
NR_029110.1 
75050 


es; Str 


NR_029108.1 
ulmi Bacter 
Agromyces. 
NR_029092.1 
e 401266 
1: 


NR_029087.1 
5 
s; Streptomy 
NR_029081.1 
5 
reptococcace 
NR_029069.1 
a 
ales; Strept 
NR_029060.1 
5 
ales; Pseudo 
NR_028935.1 
° 
cineae; 
NR_028932.1 


trasporangia 
NR_028931.1 


trasporangia 
NR_028919.1 
a 
ranaerobacte 
NR_028905.1 


tinomycetace 


Dermacoccaceae; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Aquiflexum balticum 

Nocardiopsis 

43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Jonesia denitrificans 


Jonesia. 


Brevibacterium 
acterium epidermidis 


Rubrobacter 
Rubrobacter 
cterineae; 


Kutzneria viridogrisea 
diaceae; Kutzneria. 


Kitasatospora 
Kitasatospora 


eptomycineae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Streptomyces 
Streptomyces 
cineae; 


Tepidibacter 
Tepidibacter 
ae; Tepidibacter. 
Kitasatospora 
Kitasatospora 
omycineae; 


Saccharothrix 
Saccharothrix 
nocardineae; 


Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Knoellia subterranea 


ceae; Knoellia. 
Knoellia sinensis 


ceae; Knoellia. 
Caloranaerobacter 
naerobacter azorensis 
ry 

Actinomyces coleocanis 


ae; Actinomyces. 


NR_028904.1 


Dermatophilus chelonae 


674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 


171632 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


171632 Bacteria_16S 


paurometabolica s 


726388 726319 10 79 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
740069 740000 10 79 gi 
train YIM 90007 16S ribosomal RNA, par 


gi 


265678564 


725825 72731 
Succinisp 


265678554 


tial seque 


ref|NR_028868.1 
9 Succinispira 


ira. 
ref|NR_028858.1 
nce 739522 


Succinispira mobilis 


mobilis Bacteria; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
171632 Bacteria_16S 755808 755739 10 79 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
171632 Bacteria_16S 764965 764896 10 79 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
171632 Bacteria_16S 786471 786402 10 79 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 861163 861094 10 79 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
171632 Bacteria_16S 876156 876087 10 79 gi|265678461|ref|NR_028764.1| Streptomyces 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 
171632 Bacteria_16S 877661 877592 10 79 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
171632 Bacteria_16S 912871 912802 10 79 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
171632 Bacteria_16S 914429 914360 10 79 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
171632 Bacteria_16S 968526 968457 10 79 gi| 265678398 |ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
171632 Bacteria_16S 1097654 1097585 10 79 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
171632 Bacteria_16S 1130972 1130903 10 79 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
171632 Bacteria_16S 1132502 1132433 10 79 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
171632 Bacteria_16S 1164303 1164234 10 79 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
171632 Bacteria_16S 1208246 1208181 14 79 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 
171632 Bacteria_16S 1220170 1220101 10 79 gi|219878362|ref|NR_025501.1| Allofustis seminis 
strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 
171632 Bacteria_16S 1298450 1298381 10 79 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
171632 Bacteria_16S 1330563 1330494 10 79 gi|219846082|ref|NR_025672.1| Bifidobacterium 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 


Bifidobacteriales 


; Bifidobacteriaceae; Bifidobacterium. 


171632 Bacteria_16S 


cynodontis JCM 97 


Microbacteriaceae 


1401635 1401566 10 79 gi 
33 16S ribosomal RNA, partial sequence 


Leifsonia. 


’ 


228715351 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


ref |NR_027523.1 


Leifsonia xyli subsp. 


1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


171632 Bacteria_16S 


strain LM 036 16S 


subsp. 
subsp. 
Streptomycetaceae; 


9187 strain TA 4r 
Bacteria; 


strain ATCC 35185 
Bacteria; 


texasensis strain 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 
171632 Bacteria_16S 


1439771 1439702 10 


1474435 1474366 10 


1495768 1495697 8 


1524322 1524253 10 


Clostridia; 
1536403 1536334 10 


79 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
171632 Bacteria_16S 

albus strain DSM 40313 16S ribosomal RNA, partial 
albus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
171632 Bacteria_16S 


79 


79 


79 


79 


gi 


224581428 


ref|NR_027210.1| Lentzea violacea 


1439230 1440737 Lentzea violacea Bacteria; 


gi 


gi 


complete sequence 


gi 


16S ribosomal RNA, partial sequence 
Firmicutes; 
171632 Bacteria_16S 

NRRL B-16134 16S ribosomal RNA, partial 


gi 


texasensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
171632 Bacteria_16S 


Saccharothrix. 


1541074 1541005 10 


79 


gi 


219878476 


219846691 


219857527 


219857378 


219857375 


donocardineae; 


sequence 
Actinomycetales; 


Actinosynnemataceae; Lentzea. 
ref|NR_025615.1] Streptomyces albus 
1473916 1475414 Streptomyces albus 
Streptomycineae; 

Tolumonas auensis DSM 


ref|NR_026283.1 


1495267 1496682 Tolumonas auensis DSM 9187 
Aeromonadaceae; 


Tolumonas. 


ref|NR_025115.1| Selenomonas sputigena 


1523742 1525238 Selenomonas sputigena 
Clostridiales; Veillonellaceae; 


Selenomonas. 


ref|NR_024966.1| Saccharothrix 


sequence 1535864 1537375 Saccharothrix 
Actinomycetales; 


Pseudonocardineae; 


ref |NR_024963.1| Actinokineospora 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 


globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; Actinokineospora. 


171632 Bacteria_16S 
NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 
Actinokineospora. 


diospyrosa strain 


diospyrosa Bacteria; 
Actinosynnemataceae; 
171632 Bacteria_16S 


paranensis strain 


1542634 1542565 10 


1556078 1556009 10 


79 


79 


gi 


gi 


HKI 0190 16S ribosomal RNA, partial sequence 


paranensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


terrestris strain 


Kitasatospora. 
171632 Bacteria_16S 


1557572 1557503 10 


79 


gi 


HKI 0186 16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


gansuensis strain 


Kitasatospora. 
171632 Bacteria_16S 


1559066 1558997 10 


79 


gi 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


Kitasatospora. 
171632 Bacteria_16S 


1575577 1575508 10 


79 


gi 


219857374 


219846194 


219846193 


219846192 


HKI 0314 16S ribosomal RNA, partial sequence 


219856867 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Pseudonocardineae; 


ref|NR_024962.1| Actinokineospora 


sequence 1542095 1543606 Actinokineospora 
Actinomycetales; 


Pseudonocardineae; 


ref|NR_025784.1| Kitasatospora 
1555586 1557031 Kitasatospora 
Streptomycineae; 


ref|NR_025783.1| Kitasatospora 
1557082 1558525 Kitasatospora 
Streptomycineae; 


ref|NR_025782.1| Kitasatospora 
1558576 1560004 Kitasatospora 

Streptomycineae; 

ref 


NR_024686.1| Lentzea waywayandensis 


strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
171632 Bacteria_16S 


1603309 1603240 10 


79 


gi 


219878475 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 


171632 Bacteria_16S 
CCUG 47306 16S ribosomal RNA, partial sequence 


bolidensis strain 


1625900 1625831 10 


79 


gi 


bolidensis Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; 


171632 Bacteria_16S 


strain SNG49 16S 


Actinomycetales; 


Pseudonocardineae; 
171632 Bacteria_16S 
decaplanina strain DSM 44594 16S ribosomal RNA, partial 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; 


Arsenicicoccus. 


1639510 1639441 10 


1676153 1676084 10 


1677670 1677601 10 


Pseudonocardiaceae; Amycolatopsis. 


171632 Bacteria_16S 


strain MG 417-CF 


Amycolatopsis. 


171632 Bacteria_16S 


strain R5292 16S 


1679191 1679122 10 


1682288 1682219 10 


1692960 1692891 10 


Firmicutes; 
1740279 1740210 10 


Clostridia; 


79 


ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 
Amycolatopsis keratiniphila subsp. 


79 


gi 


1638983 1640469 Nocardiopsis 
Streptosporangineae; 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219878459 


219878450 


219878424 


Actinomycetales; 


Actinosynnemataceae; Lentzea. 

ref|NR_025614.1| Brevibacterium 
1602772 1604264 Brevibacterium 

Micrococcineae; Brevibacteriaceae; 


ref|NR_025598.1| Arsenicicoccus 
1625384 1626850 Arsenicicoccus 
Micrococcineae; 
ref|NR_025589.1| Nocardiopsis aegyptia 
aegyptia Bacteria; 
Nocardiopsaceae; Nocardiopsis. 
NR_025563.1| Amycolatopsis 
1675626 1677096 


ref 


nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


79 


79 


79 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
171632 Bacteria_16S 
auripigmenti strain OREX-4 16S ribosomal RNA, partial s 
auripigmenti Bacteria; 
171632 Bacteria_16S 


79 


79 


Pseudonocardiaceae; 


gi 


gi 


17 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219878422 
16786 


219878420 


1681727 16832 


gi 


Clostridiales; 


gi 


219878412 
equence 


219878380 


Actinomycetales; 


Peptococcaceae; 


Amycolatopsis. 
219878423 |ref|NR_025562.1| Amycolatopsis 
sequence 1677147 1678610 Amycolatopsis 


Pseudonocardineae; 


ref|NR_025561.1| Amycolatopsis japonica 
61 1680145 Amycolatopsis japonica 


Pseudonocardineae; Pseudonocardiaceae; 


ref|NR_025559.1| Actinomyces oricola 

34 Actinomyces oricola Bacteria; 

Actinomycetaceae; Actinomyces. 

ref|NR_025551.1| Desulfosporosinus 
1692386 1693917 Desulfosporosinus 

Desulfosporosinus. 

NR_025519.1| Nocardiopsis halophila 


ref 


strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


Actinobacteria; Actinobacteridae; Actinomycetales; 


171632 Bacteria_16S 
metallicus strain 
Bacteria; Actinob 


Nocardiopsis. 


171632 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


171632 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


171632 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


171632 Bacteria_16S 


halophila strain 
halophila Bacteri 
Pseudonocardiacea 


171632 Bacteria_16S 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


171632 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


171632 Bacteria_16S 


palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 


171632 Bacteria_16S 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 


strain YIM 21741 


strain KS9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


171632 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


171632 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


171632 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


171632 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


171632 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


171632 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


171632 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


171632 Bacteria_16S 


albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 


oc 
2252764 2252695 10 79 
bosomal RNA, partial sequence 


gi 


Stre 
2333328 2333259 10 79 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2354389 2354320 10 79 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2396906 2396837 10 79 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


pt 


al 
e; 


nc 
ob 


ue 
ia 


2401452 2401383 10 79 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

2493931 2493862 10 79 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2507552 2507483 10 79 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2510613 2510544 10 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ue 


ue 
e; 


ce 
id 


al 


2518124 2518055 10 79 gi 
in CN 732 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2552393 2552324 10 79 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


, 


al 


171632 Bacteria_16S 


e 


les 


nce 


nce 


iac 


es; 


uen 


es; 


2553954 2553885 10 79 gi 


occineae 
219857564 
2252243 22536 
osporang 
219857507 
sequenc 
Actinomycet 


219857491 


23538 


acterale 
219857462 
nce 


’ 


219857459 
Actinomyc 
219857387 
Actinomycet 


219857372 


25070 
eae; 


219857370 


25100 
Stre 


219857365 


ce 


Actinomy 


219857342 


25518 
Stre 


219857341 


Clo 


; Microbacteriac 
ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025095.1 
e 2332775 233429 
ales; Strept 


ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_025050.1 

2396386 239781 
stridiales Famil 


ref|NR_025047.1 
2400924 240237 
etales; Streptos 


ref|NR_024975.1 
2493400 249486 
ales; Microc 


ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 
ref|NR_024953.1 

2517611 251909 
cetales; Strepto: 


ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


1743368 1743299 10 79 gi|219878378|ref|NR_025517.1| Nocardiopsis 
R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 

1852712 1852643 10 79 gi|219878299|ref|NR_025438.1| Thermobifida 
train TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermobifida. 

1877048 1876979 10 79 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
in DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

1880176 1880107 10 79 gi|219878279|ref|NR_025418.1| Propionispora 

FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
ia; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

1886460 1886391 10 79 gi|219878274|ref|NR_025413.1| Saccharomonospora 
DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Saccharomonospora. 

1900315 1900246 10 79 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
e; Ornithinimicrobium. 

1937883 1937814 10 79 gi|219878236|ref|NR_025375.1| Brevibacterium 
n CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Brevibacterium. 

2139139 2139070 10 79 gi|219857642|ref|NR_025231.1| Amycolatopsis 
train 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 
2228416 2228347 10 79 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

9 Nocardiopsis 

osporangineae; 


Desulfomonile 

omonile limimaris 

; Desulfomonile. 
Anaerobranca 

8 Anaerobranca 

y XIV. Incertae Sedis; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Thermohalobacter 
halobacter berrensis 
Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


ref|NR_024929.1 


Streptacidiphilus 


carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Streptacidiphilus. 


171632 Bacteria_16S 2610921 2610852 10 79 gi 


es; 


219857258 


strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 26118 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


171632 Bacteria_16S 2612450 2612381 10 79 gi 


strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 26134 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
171632 Bacteria_16S 2760076 2760007 10 79 gi 
terrae strain IFO 15668 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Actinokineospora. 

171632 Bacteria_16S 2814291 2814222 10 79 
strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 2838506 2838437 10 79 gi 
strain IFO 16238 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 2840065 2839996 10 79 gi 
strain IFO 16235 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 2843096 2843027 10 79 gi 
cineracea strain SK-3255 16S ribosomal RNA, complete sequ 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Act 
Streptomycetaceae; Kitasatospora. 

171632 Bacteria_16S 2938058 2937989 10 79 gi 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partia 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Actinoalloteichus. 

171632 Bacteria_16S 2939576 2939507 10 

IFO 16102 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
171632 Bacteria_16S 2977498 2977429 10 79 gi 
macrosporus strain A1201 16S ribosomal RNA, partial seq 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

171632 Bacteria_16S 2979030 2978961 10 79 gi 
thermolineatus strain A1484 16S ribosomal RNA, partial 
thermolineatus Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; Streptomyces. 

171632 Bacteria_16S 3045890 3045821 10 79 gi 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequ 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 
Intrasporangiaceae; Ornithinicoccus. 
171632 Bacteria_16S 3133107 3133038 10 
strain HK1 0089 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 3152761 3152692 10 79 gi 
strain DSM 44267 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 3154324 3154255 10 79 gi 
orientis strain DSM 765 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptoc 
171632 Bacteria_16S 3225675 3225606 10 79 gi 
strain DSM 11140 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 3255899 3255830 10 79 gi 


en 
al 


gi 


oc 


oc 


oc 


2 
1 
7 


79 gi 
do 


ue 


se 


79 gi 


oc 
oc 
en 


oc 


oc 


ae; 


ce 27595 
es; 


219857107 
2813767 28152 
occineae; 
219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
occineae 
219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
occineae 
219856895 


ence 
inomycet 


19856831 


sequence 
Actinomy 


219856830 
2939058 29405 


nocardin 


219846938 


nce 


Actinomyc 


219846937 


quence 


3; Actino 


219846891 


ence 
inomycet 


219846833 
6S ribosomal RNA, partial sequence 3132587 31340 


occineae 


219846820 
16S ribosomal RNA, partial sequence 3152235 31537 


occineae 


219846819 


ce 31537 
caceae; 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 


occineae 


219846750 


Streptomycineae; 


nocardin 
219857257 


nocardin 
219857146 


Pseu 


Str 


ref |NR_024889.1 
eae; Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024774.1 
56 2761026 Actino 
donocardineae; 


ref|NR_024735.1 
09 Tetrasphaera 
; Intrasporangia 
ref|NR_024717.1 
> Mi 
ref 


crobacteriac 
NR_024716.1 
; Microbacteriac 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


’ 


ref |NR_024650.1 

2937540 293900 
cetales; Pseudon 
ref|NR_024649.1 
eae; Actinosynne 
ref |NR_026530.1 

2976976 297845 
etales; Streptom 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


ref |NR_026483.1 
3045360 304685 
ales; Micrococci 


, 


ref |NR_026425.1 


; De 
ref 


rmacoccaceae 
NR_026412.1 
; Intrasporangia 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026362.1 
; Intrasporangia 
ref |NR_026342.1 


eptomycetaceae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Actinoalloteichus 
7 Actinoalloteichus 


ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Streptomyces 

9 Streptomyces 

ycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Ornithinicoccus 
1 Ornithinicoccus 


neae; 


Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Desulfosporosinus 
osporosinus orientis 
Ss. 

Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Nocardiopsis 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


171632 Bacteria_16S 


strain DSM 40297 
Actinobacteria; A 


n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3257412 3257343 10 


79 gi 


ctinobacteridae; Actinomycetales; Stre 


sequence 
Actinomyc 


219846749 


16S ribosomal RNA, partial sequence 3256883 32583 


ptosporang 


etal 


ref 


3255372 32568 
es; Strepto 


e; Nocardio 


NR_026341.1 
45 Nocardiopsis 
inea 


171632 Bacteria_16S 3258924 3258855 10 79 gi 
strain DSM 43377 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
171632 Bacteria_16S 3260434 3260365 10 79 gi 
dassonvillei subsp. albirubida strain DSM 40465 16S rib 
Nocardiopsis dassonvillei subsp. 


Actinomycetales; Streptosporangineae; Nocardiopsaceae; 


pt 
Os 


No 


219846748 
16S ribosomal RNA, partial sequence 3258396 32598 


osporang 


219846747 
omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


cardiops 


171632 Bacteria_16S 3377603 3377534 10 79 gi 
strain M17C 16S ribosomal RNA, partial sequence 


219846664 
3377063 3378542 Kytococcus sedentarius Bacteria; 


ref 


inea 
ref 
pa 


is. 
ref 


56 Nocardiopsis 


NR_026340.1 


e; Nocardiop 
NR_026339.1 
rtial sequen 


3 
s 


2 Nocardiopsis 
porangineae; 


Nocardiopsis listeri 
listeri Bacteria; 
psaceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


NR_026256.1 


Kytococcus sedentarius 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 


171632 Bacteria_16S 


strain DSM 2062 1 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


171632 Bacteria_16S 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
171632 Bacteria_16S 


strain DSM 20425 


strain DSM 43045 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


171632 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


171632 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


171632 Bacteria_16S 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


171632 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 


strain IFO 13155 


strain 19L 16S ri 
Tenericutes; Moll 


strain CM2104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 


strain 20-5 16S r 
Actinobacteria; A 


171632 Bacteria_16S 


strain JC1078 16S 
Actinobacteria; A 


171632 Bacteria_16S 


strain YIM 90010 
Actinobacteria; A 


171632 Bacteria_16S 


permense strain V. 
permense Bacteria 
Brevibacterium. 


171632 Bacteria_16S 


strain KMM 3637 1 
Actinobacteria; A 


171632 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


171632 Bacteria_16S 


umidischolae stra 
umidischolae Bact 
Nocardiopsaceae; 


171632 Bacteria_16S 


strain R18165 16S 
Actinobacteria; A 


3394199 3394130 10 79 gi 


3495183 3495114 10 
16S ribosomal RNA, 


79 gi 
complete sequence 


3498234 3498165 10 79 gi 
16S ribosomal RNA, partial sequence 


3502625 3502556 10 79 gi 


3504152 3504083 10 79 gi 


3523971 3523902 10 79 gi 
CIB 12823 16S ribosomal RNA, partial s 
; Actinobacteria; Actinobacteridae; Ac 
e; Saccharopolyspora. 

3585010 3584941 10 79 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3641196 3641127 10 79 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3642721 3642652 10 79 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3644253 3644184 10 79 

S ribosomal RNA, partial sequence 


, 


v 


gi 


Stre 


3746434 3746405 10 39 gi 


Stre 
3791619 3791550 10 79 gi 


bosomal RNA, partial sequence 


4011647 4011578 10 79 
ribosomal RNA, partial sequence 


gi 


Micr 
4023742 4023673 10 79 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
4053979 4053910 10 79 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
4061493 4061424 10 79 


Micr 
gi 


Micr 
gi 


ctinobacteridae; Actinomycetales; Stre 
4112947 4112878 10 79 gi 
KM Ac-2280 16S ribosomal RNA, partial 

Actinobacteria; Actinobacteridae; Ac 


, 


4120500 4120431 10 79 gi 
ctinobacteridae; Actinomycetales; Micr 
4210679 4210610 10 79 gi 
n SA 233 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

4216840 4216771 10 79 gi 
in 66/93 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

4238001 4237936 14 79 
ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Acti 


gi 


171632 Bacteria_16S 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 


71711 #71683 10 38 gi 


acteria; Actinobacteridae; Actinomycet 


oc 


al 


oc 


oc 


ti 


en 


ne 


qu 


e; 


s 


pt 


pt 


oc 


oc 


oc 


16S ribosomal RNA, partial sequence 4060988 40 


pt 


se 
ti 


oc 


qu 


qu 


v 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


171632 Bacteria_16S 219846579 


219846577 


no 
219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 219846560 


eq 


219846519 


219846478 


219846477 
Actinomyc 


219846476 
3643713 36451 


219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
171632 Bacteria_16S 219846369 
3791066 37925 
icutes; Acholeplasmatales; Acholeplasmat 
171632 Bacteria_16S 219846215 


4011119 40125 


219846207 
4023267 40246 


219846184 
4053509 40 


219846178 


219846142 


219846137 
6S ribosomal RNA, partial sequence 4119951 41214 


219846068 
Actinomyc 


219846063 


219846043 
4237444 42389 


ref|NR_026241.1 


; Brevibacteriac 
ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


occineae 


34946 
es; Pseu 
ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026166.1 


34976 
mycineae 


, Br 
ref 


evibacteriac 
NR_026165.1 


occineae 


occineae; Microbacteriac 


uence 


nomycetales; 


ref|NR_026111.1 
36 3585946 Phasc 
Phascolarctobac 
ref|NR_026070.1 
ence 3640656 364213 
Actinomycetales; Strept 


ce 35844 
llaceae; 


ref|NR_026069.1 
3642181 364366 
etales; Streptom 


equence 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_025994.1 


omycinea 


inea 
ref 


e; Streptosp 
NR_025960.1 


osporang 


Achol 
ref 


aceae; eplasma. 


NR_025805.1 
; In 
ref 


occineae trasporangia 


NR_025797.1 
; Microbacteriac 
ref|NR_025774.1 

29 Serinicoccus 
eae; Intrasporangia 
ref|NR_025768.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref |NR_025732.1 

4112427 411388 
les; Micrococcin 


occineae 


549 
occin 


624 
osporang 
quenc 
nomyc 


e 
eta 


ref|NR_025727.1 


; Brevibacteriac 
ref|NR_025658.1 

4210162 421159 
etales; Pseudono 


occineae 
ence 
ref |NR_025653.1 


4216320 421777 
cetales; Strepto 


ence 
Actinomy 


ref |NR_025633.1 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Thermocrispum agreste 

crispum agreste 

seudonocardiaceae; 


Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 

Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 
ycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Acholeplasma oculi 


55 Acholeplasma oculi Bacteria; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Brevibacterium 

5 Brevibacterium 

eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Saccharothrix 

0 Saccharothrix 

cardineae; 


Nocardiopsis 
2 Nocardiopsis 


sporangineae; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 


nomycineae; Actinomycetace 
265679016|ref|NR_029324.1 
71176 72680 


Pseudonocardia 
Pseudonocardia 


sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


171632 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


171632 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


171632 Bacteria_16S 


strain DSB MGU 15 


Pseudonocardia. 

73275 73247 10 38 gi 
train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
e; Pseudonocardia. 

130936 130908 10 38 

ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
348941 348913 10 38 gi 
-6 16S ribosomal RNA, partial sequence 


e; 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


171632 Bacteria_16S 


strain YIM 31530 


461918 461890 10 38 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


171632 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


171632 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


171632 Bacteria_16S 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


171632 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


171632 Bacteria_16S 


strain 216 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionib 
Luteococcus. 

171632 Bacteria_16S 801867 801839 10 38 gi|265678511|ref|NR_028814.1 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Famil 
Thermaerobacter. 

171632 Bacteria_16S 815619 815591 10 38 gi| 265678502 |ref|NR_028805.1 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudo 


Bacteria; Actinob 
Pseudonocardia. 


171632 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


171632 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


171632 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


171632 Bacteria_16S 


multipartita DSM 
44233 Bacteria; A 
Nakamurella. 


171632 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


171632 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


171632 Bacteria_16S 


strain 13.4 16S r 
Actinobacteria; A 


171632 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


506443 506415 10 38 gi 
DVS 5al 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 
510966 510934 
osomal RNA, partial 
lales; Bacillaceae; Geobacillus. 
523144 523116 10 38 gi 
ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


8 
sequence 


40 gi 


704914 704886 10 38 gi 
EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


707738 707710 10 38 
bosomal RNA, partial sequence 


gi 


acteria; Actinobacteridae; Actinomycet 


841509 841441 8 76 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
882171 882111 10 70 gi 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1051177 1051109 8 76 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1161256 1161228 10 38 gi 
44233 16S ribosomal RNA, partial seque 
ctinobacteria; Actinobacteridae; Actin 


1218649 1218621 10 38 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1223214 1223186 10 38 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1245982 1245954 10 38 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
1280345 1280317 10 38 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


171632 Bacteria_16S 


strain LM 161 16S 


1299905 1299877 10 38 
ribosomal RNA, complete sequence 


gi 


265679015 
equence 
dae; Actin 


265678975 


130392 13190 


ogenes. 
265678825 
34841 
ococcineae 
265678743 


16S ribosomal RNA, partial sequence 461374 46285 


ionibacter 
265678714 

quence 

Actinomyce 


265678711 


510382 51190 


265678703 
ence 52260 
ales; Pseu 


265678579 
ence 70441 


ales; 


265678577 


707255 70861 


ales; Pseu 
265678485 
nce 84098 
irillales; 
265678456 
nce 88163 
ales; Micr 


265678343 

10506 
irillales; 
228721225 
nce 11607 
omycetales 


219878368 
12181 
Prop 


ales; 


219878346 


1222664 12241 


Caminicell 
219857484 


1245479 12468 


donocardin 
219846091 


1279854 12812 


ales; Prop 


219846779 


Prop 


ref |NR_029323.1 

72731 74244 
omycetales; Pseu 
ref |NR_029283.1 
2 Chrysiogenes 


ref |NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref |NR_029048.1 


ineae; Nocardioi 
ref |NR_029019.1 

505922 507359 
tales; Pseudonoc 


ref|NR_029016.1 


ref|NR_029008.1 
2 524095 Pseudo 
donocardineae; P 


ref |NR_028884.1 
6 705838 Fried 
ionibacterineae; 


ref|NR_028882.1 


donocardineae; P 


ref |NR_028788.1 
1 842417 Marino 
Marinospirillum 
ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 


ref |NR_028645.1 
31 1052062 Marino 
Marinospirillum 
ref |NR_027604.1 
39 1162206 Nakamu 
Frankineae; Na 


, 


ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref|NR_025485.1 
a. 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_025681.1 
10 Aeromicrobium 
ionibacterineae 


v 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 

Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Pseudonocardia 
Pseudonocardia 

ardineae; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Friedmanniella 


manniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Marinospirillum 
spirillum alkaliphilum 

Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Marinospirillum 
spirillum insulare 
Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Luteococcus sanguinis 
occus sanguinis 


Propionibacteriaceae; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


ref |NR_026371.1 


Kribbella koreensis 


1299363 1300872 Kribbella koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 


171632 Bacteria_16S 1537965 1537937 10 38 gi 
espanaensis strain NRRL 15764 16S ribosomal RNA, partia 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Saccharothrix. 

171632 Bacteria_16S 1539525 1539497 10 38 gi 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


219857377 
1 sequence 
Actinomyc 


ref |NR_024965.1 
1537426 153893 
etales; Pseudono 


Saccharothrix 
5 Saccharothrix 
cardineae; 


219857376 
15389 
nocardin 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 


Crossiella cryophila 
ella cryophila Bacteria; 


do diaceae; Crossiella. 


171632 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


171632 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


171632 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


171632 Bacteria_16S 


aridum subsp. lar 


Actinomycetales; 


171632 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
171632 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


171632 Bacteria_16S 


aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium 


171632 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


171632 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


171632 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


171632 Bacteria_16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


171632 Bacteria_16S 


strain YIM 90003 
Actinobacteria; A 
Streptomonospora. 


171632 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


171632 Bacteria_16S 


strain ACEM 9 16S 
Proteobacteria; G 


171632 Bacteria_16S 


NRRL B-24104 16S 
Actinobacteria; A 


171632 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


171632 Bacteria_16S 


australiense stra 
australiense Bact 
Propionibacteriac 


Kibdelosporangium aridum subsp. 


1564954 1564926 10 38 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1566487 1566459 10 38 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 
1662497 1662469 10 38 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1664037 1664009 10 38 gi 
gum strain SKF-AAD-609 16S ribosomal R 
largum Bacteria 
Pseudonocardineae; Pseudonocardiaceae; 
1665561 1665533 10 38 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ue 
er 


ri 


s 
e; 


v 


ne 
al 


1782707 1782679 10 38 gi 
16S ribosomal RNA, partial sequence 

teria; Fusobacteriales; Fusobacteriace 
1816176 1816148 10 38 gi 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


ae 


en 
al 
1924153 1924125 10 
n LM 157 1 


38 gi 
6S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 
1950142 1950114 10 38 gi 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
e; Pseudonocardia. 

2079896 2079868 10 38 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 

2099670 2099642 10 38 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


qu 


eq 


’ 


s 


, 


nc 
al 


2157194 2157166 10 38 


gi 


ctinobacteridae; Actinomycetales; Strept 
2166308 2166280 10 38 gi 


s strain SL-1 16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
2342293 2342265 10 38 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
2343804 2343776 10 38 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2359003 2358975 10 38 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 


She 


gi 
do 
s 


e; 


ia 


, 


171632 Bacteria_16S 
salina strain YIM90002 16S ribosomal RNA, partial sequence 


219846059 
219846058 
1565947 15674 


219878433 


219878432 
NA, partia 
Actinobacteria; Actinobacteridae; 
K 
219878431 


219878348 


219878325 


219878245 


Actinomyc 


219878228 


219878136 


219878122 


219857630 


16S ribosomal RNA, partial sequence 2156657 21581 


219857624 


s Bacteria; Actinobacteria; Actinobacteridae; Actino 
e; Pseudonocardia. 
2294070 2293998 7 79 gi| 219857535 |ref 


2293525 22949 


219857500 
2341772 23432 


219857498 


219857488 


ref 
nce 
iales; F 


ref 


chia. 
ref 
equence 
Actinomycet 


ref 
1 se 


oran 
ref 


ibdelosp 


16650 
Pseu 


e 
es; dono 
ref 

17821 
Sneath 


: ia. 
ref 
ce 18156 
es; Pseudono 
ref 
ence 


etal 


ref 
uence 
Actinomyceta 
ref 
equence 
Actinomyceta 
ref 
20991 

Prop 


e 
es; ioni 
ref 


osporanginea 
ref 
sequenc 


wanellaceae; 


ref 
nocardineae; 
ref 
equence 
Actinomycet 


ref 
1 sequen 


Actinomyceta 


2409134 2409106 10 38 


gi 


219857454 
2408577 2410105 Streptomonospora salina 


1564412 15658 
usob 


31 Leptotrichia 


1661967 16634 


31 1666519 Kibdel 


75 1783536 Sneat 


46 1817129 Kibde 


1923611 19251 


1949601 19511 


2079371 20808 


38 2100621 Nocar 


e 2165786 21672 


2343294 23447 


ce 2358483 23599 


NR_025649.1 
9 
acteriaceae; 


NR_025648.1 


NR_025572.1 
5 
fe} 


ales; Pseud 


NR_025571.1 
quence 


gium. 
NR_025570.1 
cardineae; P 


NR_025487.1 
h 


NR_025464.1 
1 
cardineae; P 
NR_025384.1 
2 
es; Pseudono 
NR_025367.1 
1 
les; Pseudon 
NR_025275.1 
7 
les; Propion 
NR_025261.1 
d 


bacterineae; 


NR_025219.1 


e; Nocardiop 
NR_025213.1 
2 
mycetales; P 
NR_025123.1 


Shewanella 
NR_025088.1 


Pseudonocar 
NR_025086.1 
3 
ales; Propio 
NR_025076.1 
5 


les; Propion 


ref 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


ia sanguinegens 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


saceae; 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


diaceae; Crossiella. 
Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


NR_025042.1 


Streptomonospora 


Leptotrichia shahii 
shahii Bacteria; 


Sneathia sanguinegens 


Streptomonospora alba 
43 Streptomonospora alba Bacteria; 


Shewanella olleyana 
83 Shewanella olleyana Bacteria; 


Crossiella equi strain 
43 Crossiella equi Bacteria; 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 
171632 Bacteria_ 
strain BD-87 16S 
Firmicutes; 
171632 Bacteria_ 


psychrophilus str 
psychrophilus Bac 


Methylobacter. 
171632 Bacteria_ 
strain T1-X7 16S 


capsulata strain 


capsulata Bacteri 


Nocardioidaceae; 


171632 Bacteria_16S 


spumicola strain 


spumicola Bacteri 


Nocardioidaceae; 


171632 Bacteria_16S 
nitrophenolicus s 
nitrophenolicus B 


Nocardioidaceae; 


171632 Bacteria_16S 


erythreum strain 


erythreum Bacteri 


Nocardioidaceae; 


171632 Bacteria_16S 


strain ATCC 39419 


Bacteria; Actinob 


Kribbella. 


171632 Bacteria_16S 
sendaiensis strai 
sendaiensis Bacte 
171632 Bacteria_16S 
nagasakiensis str 
nagasakiensis Bac 


Thermaerobacter. 


171632 Bacteria_16S 
glycogenica strain Lg2 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Micropruina. 


171632 Bacteria_16S 
marianensis strain 7p75a 16S ribosomal RNA, partial seq 
marianensis Bacteria; 


Thermaerobacter. 


171632 Bacteria_16S 


minutulum strain 


minutulum Bacteri 
171632 Bacteria_16S 
phosphovorus stra 
phosphovorus Bact 


Propionibacteriac 


171632 Bacteria_16S 
antarctica strain 
antarctica Bacter 


Nocardioidaceae; 


171632 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 


Nocardioidaceae; 


171632 Bacteria_16S 


coerulea DSM 4314 


Bacteria; Actinob 


Micromonospora. 


171632 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


171632 Bacteria_16S 


Bacil 


16S 2426142 2426110 8 40 

ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
16S 2439557 2439485 7 79 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


gi 


16S 2492444 2492416 10 38 
ribosomal RNA, partial sequence 


gi 


2534845 2534817 10 38 gi 
Ben 108 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
Friedmanniella. 

2587816 2587788 10 38 gi 
Ben 107 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
Friedmanniella. 

2656712 2656684 10 38 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2658237 2658209 10 38 gi 
NRRL B-3381 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; A 
Aeromicrobium. 

2659758 2659730 10 38 gi 

16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


2728913 2728885 10 38 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2757125 2757097 10 38 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


2898556 2898528 10 38 gi 


2904695 2904667 10 38 gi 


Firmicutes; Clostridia; Clostridi 
2927564 2927496 8 76 gi 


ATCC 19193 16S ribosomal RNA, partial 


2968334 2968306 10 38 gi 
in NM-1 16S ribosomal RNA, partial seq 


Microlunatus. 

2969862 2969834 10 38 gi 
AA-1042 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

Friedmanniella. 

3012480 3012452 10 38 gi 
n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3348535 3348507 10 38 gi 
3 16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


eae; 


3493803 3493775 10 38 gi 

DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 


2425586 24269 


2491905 24933 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
171632 Bacteria_16S 


a; Proteobacteria; Gammaproteobacteria; 


eria; Actinobacteria; Actinobacteridae; 


Ac 


219857441 


219857428 
sequence 
eria; Meth 


219857388 


ococcineae 
219857354 
uence 

ctinomycet 


219857276 
uence 
ctinomycet 


219857219 
1 sequence 
dae; Actin 


219857218 
sequence 
ctinomycet 


219857217 
26592 
ales; Prop 
219857168 
quence 

acillaceae 
219857148 
al sequenc 
diales; Cl 


219856857 
nce 28980 
ales; Prop 


219856853 
uence 
ales; Clos 
219856838 
sequence 

7 Oceanosp 
219846945 
uence 

; Actinomy 
219846944 
quence 
Actinomyce 


219846915 
uence 
Actinomyc 


219846685 
33480 
ales; Micr 
219846580 
sequence 

tinomyce 


3764575 3764547 10 38 gi 


ref |NR_025029.1 


ref|NR_025016.1 
2438995 244052 
ylococcales; Met 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref |NR_024942.1 

2534307 253578 
ales; Propioniba 


, 


ref |NR_024907.1 
2587275 258874 
ales; Propioniba 


v 


ref|NR_024847.1 
2656189 265766 
omycetales; Prop 


ref |NR_024846.1 
2657714 265918 
ales; Propioniba 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae 


’ 


ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref |NR_024676.1 
36 2899473 Microp 
ionibacterineae; 


ref |NR_024672.1 
2904128 290561 
tridiales Family 


ref|NR_024657.1 
2927022 292847 
irillales; Marin 
ref|NR_026537.1 
2967820 296928 
cetales; Propion 


ref|NR_026536.1 
2969338 297081 
tales; Propionib 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


ref |NR_026277.1 
02 3349477 Microm 
omonosporineae; 


ref|NR_026172.1 
3493260 349458 
tales; Pseudonoc 


219846388 


thermocisternum strain ST90 16S ribosomal RNA, partial sequence 


thermocisternum B 


acteria; Firmicutes; Clostridia; Clost 


ridiales; 


Streptosporangineae; Nocardiopsaceae; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Friedmanniella 

3 Friedmanniella 

cterineae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Micromonospora 
lonospora coerulea 
Micromonosporaceae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


ref|NR_025979.1 
3764125 376551 
Peptococcaceae; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 


171632 Bacteria_16S 4048109 4048081 10 38 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
171632 Bacteria_16S 4049591 4049563 10 38 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
171632 Bacteria_16S 4051023 4050995 10 38 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 


171632 Bacteria_16S 4109836 4109808 10 38 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
171632 Bacteria_16S 4111402 4111374 10 38 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
172722 Bacteria_16S 35023 35003 38 58 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

172854 Bacteria_16S 1398512 1398576 45 109 gi|228715357|ref|NR_027529.1| Gemmatimonas 


aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
172854 Bacteria_16S 1986668 1986730 47 109 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 
172854 Bacteria_16S 1120340 1120402 47 109 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 
172854 Bacteria_16S 1063164 1063219 48 103 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

172854 Bacteria_16S 3107495 3107558 47 110 gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum 
strain N2 16S ribosomal RNA, complete sequence 3107102 3108515 Rhodovulum robiginosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

172854 Bacteria_16S 213512 213557 64 109 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
172854 Bacteria_16S 341422 341467 64 109 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
172854 Bacteria_16S 487861 487906 64 109 gi| 265678726 |ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
172854 Bacteria_16S 795512 795573 47 108 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


172854 Bacteria_16S 997769 997814 64 109 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
172854 Bacteria_16S 999281 999326 64 109 gi|265678378|ref|NR_028680.1| Thiomicrospira 
chilensis strain Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
172854 Bacteria_16S 1000801 1000846 64 109 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

172854 Bacteria_16S 1029589 1029634 64 109 gi|265678358|ref|NR_028660.1| Thiomicrospira 


thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
172854 Bacteria_16S 1064727 1064772 64 109 gi| 265678334 |ref|NR_028636.1| Marinomonas 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

172854 Bacteria_16S 2155538 2155595 46 103 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 
172854 Bacteria_16S 2468411 2468456 64 109 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
172854 Bacteria_16S 2586182 2586227 64 109 gi|219857277|ref|NR_024908.1| Marinomonas 
mediterranea strain MMB1 16S ribosomal RNA, complete sequence 2585691 2587224 Marinomonas 
mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 


172854 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; 


effusa strain AP1 
Bacteria; Proteob 


172854 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


172854 Bacteria_16S 


strain CFBP 2022 
Proteobacteria; 


172854 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


172854 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; 


172854 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


172854 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; 


172854 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


172854 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


172854 Bacteria_16S 


strain S-606 16S 


Proteobacteria; G 


172854 Bacteria_16S 


strain Iso-46 16S 
Proteobacteria; G 


172854 Bacteria_16S 


nivimaris strain 
Bacteria; Proteob 


172854 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


172854 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


172854 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


172854 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


172854 Bacteria_16S 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


172854 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; G 


172854 Bacteria_16S 


strain B2 16S rib 
Proteobacteria; G 


172854 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


172854 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 


G 
172854 Bacteria_16S 


G 


G 


G 


384826 384870 65 109 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
386388 386432 65 109 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
445030 445074 65 109 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


gi 


457382 457426 65 109 gi 


384340 38587 


16S ribosomal RNA, partial sequence 456977 45835 


265678798 


seudomonad 
265678797 

38592 
nadales; S 
265678758 
quence 
eria; Pseu 


265678746 


ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029102.1| Hydrocarboniphaga 
1 387397 Hydrocarboniphaga effusa 
inobacteraceae; Hydrocarboniphaga. 
ref|NR_029063.1] Pseudomonas 
444544 446074 Pseudomonas 
domonadales; Pseudomonadaceae; 


ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 


81355 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

458834 458878 65 109 gi|265678745|ref|NR_029050.1| Pseudomonas 
in CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

470931 470975 65 109 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

527653 527697 65 109 gi|265678700|ref|NR_029005.1| Enhydrobacter 

G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

555124 555168 65 109 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
6S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

556666 556710 65 109 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
6S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

558210 558254 65 109 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
6S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

574872 574916 65 109 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

586847 586891 65 109 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 

ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

612617 612661 65 109 gi|265678643|ref|NR_028948.1| Psychrobacter 
88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

640011 640055 65 109 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 

ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

655099 655143 65 109 gi|265678613|ref|NR_028918.1| Psychrobacter 
ain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

659607 659651 65 109 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 

671780 671824 65 109 gi|265678601|ref|NR_028906.1| Pseudomonas 
s strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
s Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

749993 750037 65 109 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
in 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

751368 751412 65 109 gi|265678545|ref|NR_028849.1| Acinetobacter towneri 

ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

752743 752787 65 109 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
osomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

784899 784943 65 109 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
in CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

814052 814096 65 109 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 


9 815058 Thioalkalimicrobium cyclicum 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


172854 Bacteria_16S 
strain IMT37 16S 
Proteobacteria; 

172854 Bacteria_16S 
sibiricum strain 
Bacteria; 
172854 Bacteria_16S 
strain CIP 104663 
Proteobacteria; 
172854 Bacteria_16S 


strain GP11 16S ribosomal 


Proteobacteria; 
172854 Bacteria_16S 


199/55 16S ribosomal RNA, 


Gammaproteobacteria; 
172854 Bacteria_16S 
strain Ne 11 16S 
Proteobacteria; 
172854 Bacteria_16S 
L-3 16S ribosomal RNA, 
Gammaproteobacteria; 
172854 Bacteria_16S 


psychrophila strain E-3 16S ribosomal RNA, partial sequence 10881 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Bacteria; 
172854 Bacteria_16S 
strain LMG 2210 1 
Proteobacteria; 
172854 Bacteria_16S 
maritimus strain 
Bacteria; 
172854 Bacteria_16S 


16S ribosomal RNA, 
Gammaproteobacteria; Pseudomonadales; P 


Gammaproteobacteria; 


Pseudomonadales; 


Pseudomonadales; 


821526 821570 65 


900499 900543 65 


960809 960853 65 


1012854 1012898 65 


1014350 1014394 65 


partial sequence 


1015846 1015890 65 


1017343 1017387 65 
partial sequence 
1088593 1088637 65 
1415017 1415061 65 


1422695 1422739 65 


1445855 1445899 65 


strain R7 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


pacificensis Bacteria; 
Psychrobacter. 
172854 Bacteria_16S 


proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


proteolytica Bacteria; 
Pseudomonas. 
172854 Bacteria_16S 
strain CMS 38 16S 
Proteobacteria; 
172854 Bacteria_16S 
strain CMS 35 16S 
Proteobacteria; 
172854 Bacteria_16S 
strain CFBP 2341 
Proteobacteria; 

172854 Bacteria_16S 


1469952 1469996 65 
Proteobacteria; 
1640993 1641037 65 
Proteobacteria; 


1642555 1642599 65 


1644116 1644160 65 


1694435 1694479 65 


1695979 1696023 65 


109 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


109 


109 


109 


RNA, partial sequence 
Pseudomonadales; 


109 


1013897 1015342 Morax 


Moraxellaceae; Moraxella. 


109 


ribosomal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


109 


1016889 1018335 Morax 


Moraxellaceae; Moraxella. 


109 


109 


109 


109 


109 


109 


109 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


109 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


109 


109 


strain TOl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 


1721977 1722021 65 


109 


strain NF11 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 


1723518 1723562 65 


109 


strain NF23 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 
marincola strain 


172854 Bacteria_16S 
submarinus strain 


172854 Bacteria_16S 
strain LUH4616 16 
Proteobacteria; 
172854 Bacteria_16S 


1825364 1825408 65 


1826842 1826886 65 


1872482 1872526 65 


1887928 1887972 65 


109 


109 


109 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


109 


gi 
82 


gi 


AL7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


complete sequence 


gi 
10 
gi 
gi 
10 
gi 


gi 


gi 


6S ribosomal RNA, partial sequence 14145521 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


Pi2-20 16S ribosomal RNA, partial sequence 1 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


gi 
14 


Gammaproteobacteria; Pseudomonadales; Moraxel 


gi 


gi 


gi 


1642082 16435 


gi 


1643643 16451 


gi 


16S ribosomal RNA, partial sequence 1693968 16954 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


1695512 16970 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


1721510 17230 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


gi 


1723051 17245 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


gi 


KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; 


gi 


KMM 225 16S ribosomal RNA, partial sequence 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; 


gi 


1872026 18734 


gi 


Moraxellace 


265678498 
1061 82256 


265678444 
90001 
Pis 
265678404 

96032 


265678369 
12401 10138 


265678368 


265678367 
15393 10168 


265678366 


265678317 


P 
224581448 
4160 


224581443 
4222 
M 
224581423 
45391 14468 
lace 
224581406 


Pseud 


219878449 


Pseud 


219878448 


219878447 


219878411 


219878410 


219878393 


219878392 


219878319 


219878318 


219878286 


219878273 


seudomonad 


seudomonad 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


ref 


ref 


ref 


ae; 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 
ref 


ae; 


ref 


ref 


ref 


ref 


schindleri strain LUH5832 16S ribosomal RNA, partial sequence 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


aceae; 


3 961843 Pseud 


aceae; Pseudomonas. 


ella 


ella 


aceae; 


15 1423690 Psychr 
orax 


81 Psychrobacter 


1469465 147099 
omon 


1640520 16420 
omon 


00 Psychrobacter 
41 Psychrobacter 
1824887 18263 


; Pseudomonada 


1826365 18277 
Pseudomonad 


90 Acinetobacter 
Acinetobacte 


NR_028801.1 


NR_028746.1 


NR_028706.1 


NR_028671.1 


Moraxella. 


NR_028670.1 


NR_028669.1 


Moraxella. 


NR_028668.1 


NR_028619.1 


NR_027230.1 


NR_027225.1 


ellaceae; Ps 
NR_027204.1 


Psychrobacte 
NR_027187.1 
adales; Mora 
NR_025588.1 
3 
adales; Pseu 
NR_025587.1 


e; Pseudomon 
NR_025586.1 


e; Pseudomon 
NR_025550.1 


e; Pseudomon 
NR_025549.1 


e; Pseudomon 
NR_025532.1 


Psychrobacte 
NR_025531.1 


Psychrobacte 
NR_025458.1 
1 
les; Moraxel 
NR_025457.1 
9 
ales; Moraxe 
NR_025425.1 


NR_025412.1 


ovis Bacteria; 


bovis Bacteria; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
Pseudomonas. 


Thioalkalimicrobium 


3 901506 Thioalkalimicrobium sibiricum 
cirickettsiaceae; 


Thioalkalimicrobium. 
Pseudomonas veronii 


omonas veronii Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 
Moraxellaceae; 


Moraxella ovis strain 
Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
Proteobacteria; 


Pseudomonas 


07 1089634 Pseudomonas psychrophila 
seudomonadaceae; 


Pseudomonas. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 
Pseudomonas. 


Psychrobacter 

obacter maritimus 
ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 

Bs 

Psychrobacter 

0 Psychrobacter 
xellaceae; 


Pseudomonas 
1 Pseudomonas 


domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
acea 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
acea 


as. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
acea 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
acea 


as. 

Psychrobacter luti 
luti Bacteria; 

ir, 

Psychrobacter fozii 
fozii Bacteria; 

rs 

Psychrobacter 

4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 
llaceae; Psychrobacter. 
Acinetobacter parvus 
parvus Bacteria; 

Ts 

Acinetobacter 


1887472 1888937 Acinetobacter 


172854 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


172854 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


172854 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


172854 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


172854 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


172854 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


172854 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


172854 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


172854 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


172854 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


1913302 1913346 65 109 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2088979 2089023 65 109 gi 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 

2107197 2107241 65 109 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


2143529 2143573 65 109 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2145034 2145078 65 109 gi 
10 16S ribosomal RNA, partial s 
oteobacteria; Gammaproteobacter 


gi 


n Ps 3- 
ria; Pr 


2175377 2175421 65 109 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
2219265 2219309 65 109 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


gi 


2234421 2234465 65 109 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2321221 2321265 65 109 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2322773 2322817 65 109 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


172854 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


172854 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


172854 Bacteria_16S 
16S ribosomal RNA, partial sequence 2528225 25296 


strain ATCC 4973 
Proteobacteria; 


strain CIP 105469 
Bacteria; Proteob 
172854 Bact 
strain CIP 105470 
Proteobacteria; 
172854 Bact 
strain CIP 105259 
Proteobacteria; 
172854 Bact 
strain CIP 105274 
Proteobacteria; 


strain CFML 96-19 
Proteobacteria; 


strain CIP 104664 
Bacteria; 


strain CIP 104883 
Bacteria; 


strain CFML 96-17 
Bacteria; 


strain CIP 105273 


G 
172854 Bacteria_16S 


eria_16 


G 
eria_16 


G 
eria_16 


G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


Proteob 
172854 Bacteria_16S 


Proteob 
172854 Bacteria_16S 


Proteob 
172854 Bacteria_16S 


2521146 2521190 65 109 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
109 


2522626 2522670 65 gi 


rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2528698 2528742 65 109 gi 


ammaproteobacteria; Pseudomonadales; P 
2555452 2555496 65 109 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
s 2557018 2557062 65 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2561644 2561688 65 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2570777 2570821 65 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2579898 2579942 65 109 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581464 2581508 65 109 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583034 2583078 65 109 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584603 2584647 65 109 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


2088549 2089942 Nevsk 
Ne 


2143068 21445 


2174910 21764 


219878253 

19128 
nadales; M 
219878130 


vskia. 

219878115 
ete sequen 
eria; Pseu 


219857639 


seudomonad 
219857638 
equence 

ia; Pseudo 


219857616 


oraxellace 
219857586 
tial seque 
acteria; P 


219857576 
sequence 
ia; Pseudo: 


’ 


219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857363 
sequence 

teria; Pse 


219857362 
sequence 
teria; Pse 


219857358 


seudomonad 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 


2595441 2595485 65 109 gi 
16S ribosomal RNA, partial sequence 


219857271 


72 1914310 Acine 
orax 


iar 


ce 2106707 21082 
domo 


mona: 


03 Psychrobacter 
ae; 


nce 
seud 


mona 


acea 


udomonadales; 


udomonadales; 


ref|NR_025392.1 
t 
ellaceae; Ac 
NR_025269.1 


amosa Bacter 


ref 


ref|NR_025254.1 
3 
© 


nadales; Mo 


ref|NR_025228.1 
e; Pseudomon 
NR_025227.1 
144573 214602 
dales; Pseud 


ref 
2 


ref|NR_025205.1 
Psychrobacte 
NR_025174.1 
221879 
omonadales; 


ref 


4 
dales; d 
ref|NR_025103.1 
64 2322265 Pseudo 
e; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_024951.1 
2520665 252209 
Ps 


ref|NR_024950.1 
2522145 252361 
Ps 


ref|NR_024946.1 


ia; 


Acinetobacter ursingii 


obacter ursingii 
inetobacter. 


Nevskia ramosa strain 
Proteobacteria; 


Alkanindiges 


9 Alkanindiges 
axellaceae; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


acea as. 


Pseudomonas 
7 Pseudomonas 


omonadaceae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 


Yr. 


Pseudomonas 


2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


omonadaceae; 


Pseudomonas brenneri 


monas brenneri Bacteria; 


as. 
Pseudomonas grimontii 


monas grimontii 


Pseudomonas. 
Pseudomonas 
4 Pseudomonas 


eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


aceae; Pseudomon 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 


as. 
Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 


monas migulae Bacteria; 


as. 
Pseudomonas mosselii 


monas mosselii Bacteria; 


as. 
Pseudomonas jessenii 


monas jessenii Bacteria; 


as. 
Pseudomonas cedrina 


monas cedrina Bacteria; 


as. 
Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 


2594961 2596478 Pseudomonas mandelii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


172854 Bacteria_16S 
strain CIP 105460 
Bacteria; 
172854 Bacteria_16S 
thyasirae strain 


Thiomicrospira. 
172854 Bacteria_16S 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 


okhotskensis Bacteria; 
Psychrobacter. 
172854 Bacteria_16S 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobac 


172854 Bacteria_16S 
strain ATCC 13522 
Bacteria; 
172854 Bacteria_16S 
strain ATCC 49968 
Bacteria; 
172854 Bacteria_16S 


plecoglossicida strain FPC951 16S ribosomal RNA, partia 
plecoglossicida Bacteria; 


Pseudomonas. 
172854 Bacteria_16S 


strain PCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 
strain DSM 11363 
Proteobacteria; 

172854 Bacteria_16S 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 343 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Bacteria; 
172854 Bacteria_16S 
DSM 2403 16S ribo 
Proteobacteria; 
172854 Bacteria_16S 
strain DSM 6964 1 
Proteobacteria; 
172854 Bacteria_16S 


haemolyticus strain DSM 6962 16S ribosomal RNA, 


haemolyticus Bacteria; 
Acinetobacter. 
172854 Bacteria_16S 
baumannii strain 


172854 Bacteria_16S 


strain B62 16S ribosomal RNA, 


Proteobacteria; 
172854 Bacteria_16S 
pelophila strain 
Bacteria; 
172854 Bacteria_16S 


oryzihabitans strain L-1 16S ribosomal RNA, 
oryzihabitans Bacteria; 


Pseudomonas. 
172854 Bacteria_16S 


alimentarius strain JG-100 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


alimentarius Bacteria; 
Psychrobacter. 
172854 Bacteria_16S 
strain Benl104 16S 


172854 Bacteria_16S 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


172854 Bacteria_16S 


strain A3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


172854 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


2597007 2597051 65 


2647709 2647753 65 


DSM 5322 16S ribosomal RNA, partial sequence 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; 


2715034 2715078 65 
Proteobacteria; 


2728819 2728871 48 


2853900 2853944 65 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


2858583 2858627 65 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


2919996 2920040 65 
Proteobacteria; 


2974403 2974447 65 


Gammaproteobacteria; Pseudomonadales; P 


3177116 3177160 65 


16S ribosomal RNA, partial sequence 3176631 31781 
Gammaproteobacteria; Pseudomonadales; P 


3437265 3437309 65 


3438774 3438818 65 


somal RNA, partial sequence 3438312 3439771 Acine 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


3440284 3440328 65 


6S ribosomal RNA, partial sequence 3439822 344 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


3441793 3441837 65 
Proteobacteria; 


3443303 3443347 65 


DSM 30007 16S ribosomal RNA, 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; 


3809662 3809706 65 


3838589 3838633 65 


4B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotricha 


3905875 3905919 65 

Proteobacteria; 
4022190 4022234 65 
Proteobacteria; 


251717 251780 47 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


350324 350387 47 


365118 365181 


372566 372629 


complete sequence 
Gammaproteobacteria; Pseudomonadales; P 


Paracoccu 

47 110 gi|265678811 
364736 36609 
Rhodobacterales; Rhodobacter 
47 110 gi| 265678806 


2973936 29754 


109 gi| 219846803 


seudomonad 


aceae; 
ref 
59 Pseudomonas graminis Bacteria; 


NR_026395.1 


109 gi|219857270|ref|NR_024901.1| Pseudomonas libanensis 
complete sequence 2596529 2598044 Pseudomonas libanensis 
Pseudomonadaceae; Pseudomonas. 
109 gi|219857226|ref|NR_024854.1| Thiomicrospira 
2647248 2648671 Thiomicrospira 
Thiotrichales; Piscirickettsiaceae; 
109 gi|219857178|ref|NR_024806.1| Psychrobacter 
2714566 2716057 Psychrobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
100 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
2728379 2729816 Alicyclobacillus 
illaceae; Alicyclobacillus. 
109 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
2853433 2854934 Pseudomonas savastanoi 
Pseudomonadaceae; Pseudomonas. 
109 gi|219856885|ref|NR_024704.1| Pseudomonas lundensis 
2858110 2859620 Pseudomonas lundensis 
Pseudomonadaceae; Pseudomonas. 
109 gi|219856843|ref|NR_024662.1| Pseudomonas 
1 sequence 2919511 2921008 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
109 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
Pseudomonas. 


Pseudomonas graminis 


seudomonadaceae; Pseudomonas. 
109 gi|219846618|ref|NR_026210.1| Acinetobacter 
6803 3438261 Acinetobacter radioresistens 
Moraxellaceae; Acinetobacter. 
109 gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii 
tobacter lwoffii Bacteria; 
ae; Acinetobacter. 
109 gi|219846616|ref|NR_026208.1| Acinetobacter junii 
1280 Acinetobacter junii Bacteria; 
ae; Acinetobacter. 
109 gi|219846615|ref|NR_026207.1| Acinetobacter 
complete sequence 3441331 3442790 Acinetobacter 


Pseud 
110 gi| 265678894 
251300 25272 
110 


gi|265678824 


Ss. 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


Sphingomonadales; 


omonadales; 


ref 
6 Amaricoccus macauensis Bacteria; 
aceae; 
ref 
occu 


ref 
9 Salipiger mucosus Bacteria; 
aceae; 
ref 


Mora 
NR_029202.1 
Amaricocc 
NR_029129.1 
s kocurii Ba 


NR_029116.1 


Salipiger 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
109 gi|219846614|ref|NR_026206.1| Acinetobacter 
complete sequence 3442841 3444299 Acinetobacter 
Pseudomonadales; Moraxellaceae; Acinetobacter. 
109 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
3809177 3810705 Pseudomonas flavescens Bacteria; 
seudomonadaceae; Pseudomonas. 
109 gi|219846336|ref|NR_025926.1| Thiomicrospira 
3838114 3839581 Thiomicrospira pelophila 
les; Piscirickettsiaceae; Thiomicrospira. 
109 gi|219846291|ref|NR_025881.1| Pseudomonas 
complete sequence 3905392 3906918 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
109 gi|219846208|ref|NR_025798.1| Psychrobacter 
equence 4021723 4023216 Psychrobacter 


xellaceae; 

Amaricoccus macauensis 
us. 

Paracoccus kocurii 
cteria; Proteobacteria; 


Salipiger mucosus 


NR_029111.1 
372149 373610 
s 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


172854 Bacteria_16S 


lavamentivorans strain DS-1 16S ribosomal RNA, 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Parvibaculum. 
172854 Bacteria_16S 


G1212 16S ribosomal RNA, partial sequence 
Rhodobacterales; 


Alphaproteobacteria; 
172854 Bacteria_16S 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
172854 Bacteria_16S 
yabuuchiae strain 
Bacteria; 
172854 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 
Sphingobium. 

172854 Bacteria_16S 
alexandrii strain 


172854 Bacteria_16S 


172854 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; 


1845142 1845205 47 110 gi| 219878305 

strain VC 5 16S ribosomal RNA, partial sequence 1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
1955969 1956032 47 110 gi| 219878224 

strain EDIV 16S ribosomal RNA, partial sequence 1955571 19570 
Sphingomonadales; Sphingomon 

2017261 2017324 47 110 gi| 219878184 


172854 Bacteria_16S 


381712 381775 47 


476978 477041 47 


583827 583890 47 


1067622 1067685 47 


1407428 1407491 47 


1828235 1828298 47 


110 


110 


476563 478023 Parac 
Rhodobacteraceae; 


110 


110 


110 


110 


strain MCS 25 16S ribosomal RNA, partial sequence 


172854 Bacteria_16S 


2018733 2018796 47 


110 


strain MCS 18 16S ribosomal RNA, partial sequence 


172854 Bacteria_16S 


washingtonensis strain MCS06 16S ribosomal RNA, partial 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Maricaulis. 
172854 Bacteria_16S 
hesperidum strain 
Bacteria; 
172854 Bacteria_16S 
strain ALC-2 16S 


172854 Bacteria_16S 


inexpectatum strain FRR-10 16S ribosomal RNA, partial s 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 
172854 Bacteria_16S 


zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
172854 Bacteria_16S 


strain DM12 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


172854 Bacteria_16S 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseinatronobacter. 
172854 Bacteria_16S 


strain LBB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


172854 Bacteria_16S 


strain hl 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


172854 Bacteria_16S 


2020205 2020268 47 


2032120 2032175 48 


2151116 2151179 47 


2152580 2152643 47 


2158579 2158642 47 


2334764 2334827 47 


2336169 2336232 47 


2340681 2340744 47 


2630847 2630910 47 


2722639 2722694 48 


110 


103 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


110 


110 


110 


110 


110 


110 


103 


gi 


partial 


gi 


gi 


gi 


Al-18 16S ribosomal RNA, partial sequence 10672 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


gi 


gi 


C116-18 16S ribosomal RNA, partial sequence 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodoba 


2016867 20182 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


gi 


2018337 20197 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


gi 


gi 


FR-11 16S ribosomal RNA, partial sequence 20316 
Firmicutes; Bacillales; Alicyclobacillaceae; 


gi 


2150729 21521 
Sphingomonadales; 


gi 


gi 


gi 


2334350 23357 


gi 


gi 


2340265 23417 


gi 


2630432 26317 


gi 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; 
172854 Bacteria_16S 


2785684 2785739 48 


103 


Firmicutes; Bacillales; Alicyclobacillaceae; 


gi 


265678800 
sequence 
Rh 
265678733 


Paracoccu 
265678663 


Rhodo 


265678332 


219846657 


strain ATCC 33790 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; S 


219878317 


219878183 


219878182 
sequence 
Rh 


219878174 


Alicycloba 
219857634 


Erythrobac 
219857633 
equence 

Rhodo. 
219857629 
partial s 


219857505 


219857504 
Rhodob 


219857501 


219857238 


219857173 
27221 
Alicycloba 
219857126 


occus yeei Bacte 
Ss. 
ref|NR_028968.1 
583422 584837 
bacterales; 


ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref|NR_026249.1 
140703 
phingomonadales; 


ref|NR_025456.1 
1827843 182926 
cterales; 


2019809 202123 
odobacterales; H 


ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref |NR_025223.1 


teraceae; Porphy 
ref|NR_025222.1 

2152193 215360 
bacterales; Rhod 


ref|NR_025218.1 
equence 215819 
Rhodobacterales 
ref|NR_025093.1 
aceae; Paracoccu 
ref|NR_025092.1 

2335756 233710 
acterales; Rhodo 
ref|NR_025089.1 
aceae; Rhodobaca 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024754.1 


Hyphomonadaceae; 


ref|NR_029105.1| Parvibaculum 

381306 382756 Parvibaculum 
izobiales; Phyllobacteriaceae; 
ref|NR_029038.1| Paracoccus yeei strain 


ria; Proteobacteria; 


Paracoccus 
Paracoccus 


Rhodobacteraceae; 


Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 


ref|NR_025444.1| Maricaulis virginensis 
67 Maricaulis virginensis Bacteria; 
ceae; Maricaulis. 

ref|NR_025363.1| Sphingomonas pituitosa 
16 Sphingomonas pituitosa Bacteria; 
adaceae; Sphingomonas. 

ref|NR_025323.1| Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


ceae; Maricaulis. 

ref|NR_025322.1| Maricaulis salignorans 
58 Maricaulis salignorans Bacteria; 
ceae; Maricaulis. 

ref|NR_025321.1| Maricaulis 


0 Maricaulis 
yphomonadaceae; 


Alicyclobacillus 
lobacillus hesperidum 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Albidovulum 

1 Albidovulum 

obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 


; Rhodobacteraceae; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Roseinatronobacter 

2 Roseinatronobacter 

bacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 


cycloheptanicus s 
cycloheptanicus B 


172854 Bacteria_16S 


carotinifaciens s 


train DSM 4006 16S ribosomal RNA, part 


2925934 2925997 47 110 
train E-396 16S ribosomal RNA, 


gi 


ial sequen 
acteria; Firmicutes; Bacillales; Alicycl 


obacilla 


219856839 
complete sequence 


ceae 
ref 


; Alicyclob 


NR_024658.1 


ce 2785219 2786735 Alicyclobacillus 


acillus. 
Paracoccus 


2925520 2926971 Paracoccus 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


172854 Bacteria_ 
pantotrophus stra 
pantotrophus Bact 


Paracoccus. 


172854 Bacteria_ 
denitrificans str 
denitrificans Bac 


Paracoccus. 


172854 Bacteria_ 


sibiricus strain 


sibiricus Bacteri 
Sandaracinobacter 
172854 Bacteria_ 
strain LMG 2142 1 


norvegica strain 
Bacteria; 


Paracoccus. 


172854 Bacteria_ 


strain DM-82 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172854 Bacteria_ 
haeundaensis stra 
haeundaensis Bact 


Paracoccus. 


172854 Bacteria_ 
sphaeroides strai 
sphaeroides Bacte 


Rhodobacter. 


172854 Bacteria_ 
strain JR 16S rib 


Deferribacteres; 


172854 Bacteria_ 
subterraneus stra 
subterraneus Bact 


Thermaerobacter. 


172854 Bacteria_ 
desulfuricans str 
desulfuricans Bac 
172854 Bacteria_ 
nagasakiensis str 
nagasakiensis Bac 


Thermaerobacter. 


172854 Bacteria_ 
thermophilus stra 
thermophilus Bact 
172854 Bacteria_ 
sulfidophilum str 
Proteob 
172854 Bacteria_ 
strain MB-G2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172854 Bacteria_ 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 22507 
Peptococcaceae; 


Bacteria; 


Firmicutes; 


Proteob 
Thermodesulforhab 
172854 Bacteria_ 
thiocyanatus stra 
thiocyanatus Bact 


Clostridia; 
172854 Bacteria_ 


16S 3085103 3085166 47 


16S 3086548 3086611 47 


16S 3197036 3197099 47 


16S 3261814 3261877 47 


16S 3776492 3776555 46 


dus. 


16S 3936152 3936215 47 


16S 3937586 3937649 47 
ribosomal RNA, partial 


16S 4134115 4134178 47 


16S 233159 233205 64 


16S 542865 542911 64 
Deferribacterales; 
16S 801771 801825 46 


eria; Firmicutes; 


16S 1058614 1058660 64 


teria; Deferribacteres; 
16S 2757029 2757083 46 
teria; Firmicutes; 
16S 3677790 3677836 64 


eria; 
16S 


Deferribacteres; 
3953812 3953858 64 


16S 3955251 3955297 64 


16S 224153 224202 61 
Clostridiales; 


16S 319621 319666 65 


in THI 011 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacte 


in BC74171 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacte 


in C21 16S ribosomal RNA, 
Clostridia; 


110 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


110 


110 


110 


109 


110 
Pp 


110 
sequence 


110 
Pp 


110 


110 


osomal RNA, partial sequence 


100 


110 


100 


110 


110 


110 


110 


110 


strain J233 16S ribosomal RNA, partial sequence 


16S 745875 745912 72 


109 


strain 4N13 16S ribosomal RNA, partial sequence 


16S 748618 748659 65 


106 


strain 4B02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


gi 


ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


gi 


RB16-17 16S ribosomal RNA, partial seque 
a; Proteobacteria; Alphaproteobacteria 


gi 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
172854 Bacteria_ 


Sphingomonadales; 


gi 


A8444 16S ribosomal RNA, partial seque 


acteria; Deltaproteobacteria; Syntroph 


gi 
artial 


gi 

39 

gi 
artial 


gi 


n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


gi 
54 


Deferribacteraceae; 


gi 


complete seq 
Clostrid 


gi 


ain SSM1 16S ribosomal RNA, partial se 
Deferribactera 


gi 


ain JCM 11223 16S ribosomal RNA, parti 


Clostridia; Clostri 


gi 


in BMA1 16S ribosomal RNA, partial seq 
Deferribacteral 


gi 


ain W4 16S ribosomal RNA, partial sequ 


acteria; Alphaproteobacteria; Rhodobac 


gi 
39 
gi 


gi 


319228 32064 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 
172854 Bacteria_ 


gi 


745469 74679 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
172854 Bacteria_ 


gi 


gi 


219846865 
al sequenc 
ria; Rhodo 


219846864 
uence 
eria; Rhod 
219846790 
nce 

Sphingom 


219846746 


Sphingomon 
219846379 
nce 37759 
obacterale 


219846268 
sequence 
ria; Rhodo 


219846267 
37190 39385 
hodobacter 
219846124 
sequence 

ria; Rhodo 


265678907 
uence 
ia; Rhodob 


265678690 
2382 54390 
Deferriba 
265678511 
uence 
iales; Clo 
265678338 
quence 

les; Defer 
219857148 
al sequenc 
diales; Cl 


219846452 
uence 

es; Deferr 
219846256 
ence 39533 
terales; R 
219846255 
54838 39562 
hodobacter 
265678913 


Peptococcu 
265678847 
265678549 


oraxellace 
265678547 


bact 


bact 


acte 


0 Deferribacter 
cter 


stri 


riba 


e 2756546 27580 
ostr 


ibac 


99 3954787 Rhodov 
hodo. 


0 Acholeplasma 


3 Acinetobacter 
ae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


ref|NR_026456.1 
3086162 308755 
obacterales; Rho 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


ref|NR_026382.1 
196654 319807 


onadales; Sphing 


w 


ref |NR_026338.1| Sphingomonas trueperi 
78 Sphingomonas trueperi Bacteria; 
adaceae; Sphingomonas. 

ref|NR_025970.1| Thermodesulforhabdus 
78 3777536 Thermodesulforhabdus norvegica 


s; Syntrophobacteraceae; 


Paracoccus 
9 Paracoccus 
obacteraceae; 


ref|NR_025858.1 
3935756 393713 
erales; Rhod 


ref|NR_025857.1| Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 
aceae; Paracoccus. 

ref|NR_025714.1] Paracoccus 

133716 4135123 Paracoccus 

erales; Rhodobacteraceae; 


rs 


Rhodobacter 
Rhodobacter 
bacteraceae; 


ref|NR_029215.1 
232719 234184 
rales; Rhodo 
ref|NR_028995.1| Deferribacter abyssi 
abyssi Bacteria; 
ref|NR_028814.1 
801287 802838 
diales Famil 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Deferribacter 

3 Deferribacter 
eferribacter. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


ref|NR_028640.1 

1058138 105957 
cteraceae; D 
NR_024776.1 
5 
idiales Fami 


ref 


Deferribacter 

5 Deferribacter 
ferribacter. 
Rhodovulum 

ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


ref|NR_026043.1 

3677295 367884 
teraceae; De 
ref|NR_025846.1 
bacteraceae; 


ref|NR_025845.1 


24 Rhodovulum strictum Bacteria; 
acea 


e; Rhodovulu 
NR_029221.1 


mM. 


ref Peptococcus niger 


4 Peptococcus niger Bacteria; 
Ss. 


ref|NR_029152.1| Acholeplasma palmae 
palmae Bacteria; 
eplasma. 
NR_028853.1| Acinetobacter tandoii 
tandoii Bacteria; 

ses 


Acinetobacter bouvetii 


ref 


Acinetobacte 


ref 


NR_028851.1 


748219 749543 Acinetobacter bouvetii Bacteria; 


172854 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


172854 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


172854 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
172854 Bacteria_16S 
ferrooxidans stra 
Bacteria; Nitrosp 
172854 Bacteria_16S 
inopinatus strain 
inopinatus Bacter 


Desulfovibrio. 


172854 Bacteria_16S 
spinosum strain D 
spinosum Bacteria 


Verrucomicrobium. 


172854 Bacteria_16S 
fusiformis strain 


Bacteria; Verruco 


172854 Bacteria_16S 


debontii strain F 
Bacteria; Verruco 


172854 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


172854 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


172854 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


172854 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


172854 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


172854 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


172854 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


172854 Bacteria_16S 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


172854 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


172854 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


172854 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


172854 Bacteria_16S 


paurometabolica s 


Pseudonocardineae 


172854 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; G 


172854 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


780300 780345 65 110 
ribosomal RNA, partial sequence 


gi 


985253 985298 65 
6S ribosomal RNA, 


110 gi 


1400015 1400060 65 
RNA, partial sequence 


110 gi 
Sphingomonadales; 
1431981 1432042 47 108 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
2415275 2415340 44 109 gi 


ia; Proteobacteria; Deltaproteobacteri 
3363958 3363995 71 


SM 4136 16S ribosomal 
Verrucomicrobia; Ver 


108 gi 


’ 


3704828 3704865 71 108 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3706347 3706384 71 108 gi 
C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
3707865 3707902 71 108 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3709384 3709421 71 108 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3790003 3790048 65 110 gi 
bosomal RNA, partial sequence 


4106799 4106844 65 110 
ibosomal RNA, partial sequence 


gi 


50380 50428 61 109 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; Desulfov 
92544 92588 66 110 gi 
ain PAL-1 16S ribosomal RNA, complete 
teria; Deferribacteres; Deferribactera 
97296 97344 61 109 gi 
ain Bra2 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 
121854 121902 61 109 gi 
acteria; Deltaproteobacteria; Syntroph 
362200 362248 61 109 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
363635 363691 47 103 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
697514 697570 47 103 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
739974 740030 47 103 gi 
train YIM 90007 16S ribosomal RNA, par 


; Pseudonocardiaceae; Saccharomonospor 


747243 747287 65 109 gi 
ibosomal RNA, partial sequence 


847546 847609 47 110 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


172854 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
ref 
complete sequence 984769 986285 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
ref 
gomo 
adac 
ref 
17 1433000 Lepto 
lum. 
ref 
2414827 24163 
vibr 


1399580 1401060 Sphin 


HHQ 20 16S ribosomal RNA, partial seq 


RNA, partial seq 
rucomicrobiae; V 


3789540 37910 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
ref 
4106362 4107818 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
ref 


51436 


361716 36321 


746844 74816 
ammaproteobacteria; Pseudomonadales; Moraxellace 


265678525 


265678387 


228715353 


Sphingomon 
224581434 
ence 14315 
eptospiril 
219857450 
uence 

a; Desulfo 


219846674 
uence 
errucomicr 


219846433 
ce 37043 
robiales; 
219846432 
37058 
robiales; 
219846431 
ence 37073 
robiales; 
219846430 
e 37089 
robiales; 
219846370 


219846148 


265679030 
nce 49907 
ibrionales 
265679001 
sequence 

les; Defer 
265678998 
quence 
eria; 


v 


Desu 


265678981 
ce 12137 
obacterale 
265678813 


Ss; 


; Desulfov 
265678812 
ence 36326 
terales; C 
265678584 
nce 69711 
terales; C 
265678554 
tial seque 


v 
a 


265678548 


265678481 
nce 84713 
terales; R 


850326 850382 47 103 gi 
ribosomal RNA, partial sequence 


ridia; Clostridiales; Heliobacteriacea 


265678479 


e; 


ref 
7 Acholeplasma 


ref 
3363492 33649 
obia 


ref 
51 3705819 Prost 
Verr 
ref 
70 3707337 Prost 
Verr 
ref 
88 3708856 Prost 
Verr 
ref 
07 3710374 Prost 
Verr 
ref 
15 Acholeplasma 


ref 
92051 
riba 

ref 
96815 
lfob 


ref 
3 122854 Desul 


ref 
3 Desulfovibrio 
ibri 
ref 
4 364685 Phenyl 
aulo 
ref 
8 698533 Brevun 
aulo 
ref 
nce 
Saccharomonospora paurometabolica Bacteria; Actinobacteria 


ref 
8 Acinetobacter 
ae; 
ref 
2 848491 Parac 
hodo 
ref 
849874 851358 Heliorestis baculata Bacteria; 
Heliorestis. 


De 


s 


NR_028829.1 


eplasma. 
NR_028689.1 


eplasma. 
NR_027525.1 
nas wittichi 
eae; Sphingo: 
NR_027216.1 
s 


NR_025038.1 
1 
ionales; Des 
NR_026266.1 
8 
fo) 


les; Verruc 


NR_026024.1 


ucomicrobiac 
NR_026023.1 
h 
ucomicrobiac 
NR_026022.1 
h 
ucomicrobiac 
NR_026021.1 
h 
ucomicrobiac 
NR_025961.1 


eplasma. 
NR_025738.1 


eplasma. 
NR_029338.1 
Desulf 
sulfovibrion 
NR_029309.1 
93594 
cteraceae; G 
NR_029306.1 
98277 
acterales; D 
NR_029289.1 
f 
yntrophobact 
NR_029118.1 


onaceae; Des 
NR_029117.1 


bacteraceae; 
NR_028889.1 


bacteraceae; 
NR_028858.1 
739522 


Acholeplasma axanthum 


axanthum Bacteria; 


Acholeplasma vituli 


vituli Bacteria; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 

Leptospirillum 
pirillum ferrooxidans 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 

Acholeplasma laidlawii 


laidlawii Bacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Geovibrio 
Geovibrio 
eovibrio. 
Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Saccharomonospora 
740995 


Actinobacteridae; Actinomycetales; 


NR_028852.1 


Acinetobacte 
NR_028784.1 

° 
bacteraceae; 


Acinetobacter gerneri 
gerneri Bacteria; 

re 

Paracoccus 

ccus kondratievae 
Paracoccus. 


NR_028782.1 


Heliorestis baculata 


172854 Bacteria_16S 
strain BT-H1 16S 
Firmicutes; Clost 
172854 Bacteria_16S 
salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 
172854 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 
172854 Bacteria_16S 
strain W1-2B 16S 


ria; 


172854 Bacteria_16S 
wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 
172854 Bacteria_16S 
strain AAFu3 16S 
Deferribacteres; 
172854 Bacteria_16S 
acetiphilus DSM 1 
12809 Bacteria; D 
172854 Bacteria_16S 
metallireducens s 
metallireducens B 
172854 Bacteria_16S 
hafniense strain 
DCB-2 Bacteria; F 
172854 Bacteria_16S 
fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacteraceae; 
172854 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
172854 Bacteria_16S 
strain ATCC 35185 
Bacteria; Firmicutes; 
172854 Bacteria_16S 
halophila strain 
halophila Bacteri 
Pseudonocardiaceae; 
172854 Bacteria_16S 
norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 
172854 Bacteria_16S 
phenolica strain 
Bacteria; Proteob 
172854 Bacteria_16S 
strain Cm al3 16S 
Proteobacteria; D 
172854 Bacteria_16S 
lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 
172854 Bacteria_16S 
apiculatus strain 
apiculatus Bacter 
Chondromyces. 
172854 Bacteria_16S 


ria; 


ribosomal RNA, 
ridia; 


eferribacteres; 


acteria; 


irmicutes; 


Bacteria; 


939092 939148 47 


Clostridiales; 
956161 956217 47 


1026583 1026631 61 
Proteobacteria; 


1069124 1069180 47 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


1126373 1126421 61 


1149127 1149171 66 


ribosomal RNA, partial sequence 
Deferribacterales; 


1196045 1196089 66 


1244382 1244438 47 


Firmicutes; 
1341156 1341212 47 


Clostridia; 
1347395 1347443 61 


Proteobacteria; 
Syntrophobacter. 
1504650 1504706 47 


Clostridia; 
1524227 1524283 47 


Clostridia; 
1886365 1886421 47 


1894062 1894110 61 


1975689 1975745 47 


1981930 1981974 65 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 


1983515 1983559 65 
Proteobacteria; 


1985099 1985143 65 


2021677 2021733 47 


complete sequence 


103 gi 


103 gi 


strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


109 gi 


103 gi 


109 gi 


16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


110 gi 


Deferribacteraceae; 


110 gi 


2809 16S ribosomal RNA, partial sequen 
Deferribacterales; 


103 gi 


train 853-15 16S ribosomal RNA, partia 
Clostridia; 


103 gi 


DCB-2 16S ribosomal RNA, partial seque 
Clostridiales; 


109 gi 


103 gi 


Clostridia 


103 gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillo 


103 gi 


DSM 44411 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Saccharomonospora. 


109 gi 


DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


103 gi 


PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


109 gi 


109 gi 


109 


gi 


103 gi 


Syntroph 


Def 


Clost 


e; 


s 
ac 


ia 


au 


ob 


ce 
er 


1 
ri 


ne 


Pe 


ba 


le 


ne 


eq 


eq 
a; 


ce 
ac 


ng 


a; 


265678419 
938639 94015 
Heliobacteriacea 
265678408 


265678360 
n ASRB2 16S ribosomal RNA, partial seque 
Deltaproteobacter 


265678331 
1068707 10701 


253680772 


253680757 
1148654 11501 
Geovibrio 
228715574 


219857537 


228721140 


228720860 
in MPOB 16S ribosomal RNA, partial seque 
Deltaproteo 


219846440 
164-47 16S ribosomal RNA, partial seque 
Firmicutes; 
219857527 


219878274 


219878268 


219878211 


219878207 

1981436 19829 
Sora 
219878206 
n Sy t2 16S ribosomal RNA, partial seque 
Deltaproteobacteria; 
219878205 
Cm al4 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Deltaproteobacteri 


219878181 


Heliore 


equence 
teria; 


nce 
Syntro 


v 


lobacter 


11259 
acterale 


11955 
ribacter 


sequence 
diales; 


e 13406 
ptococca 


nce 
cteria; 


nce 


Ss; Eubac 


15237 
llaceae; 


uence 


inomycet 


uence 
Desulfo 


19752 
terales; 


iineae; 


nce 


7 Myxoco 


nce 
Myxococ 


Rhizo 


strain ATCC 15257 
Bacteria; Proteob 


172854 Bacteria_16S 


strain ATCC 15253 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023166 2023222 47 103 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


172854 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


172854 Bacteria_16S 


2102722 2102770 61 109 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2163120 2163168 61 109 gi 


20212 
terales; C 
219878180 
20227 
aulobacter 
219878118 
e 21022 
ibrionales 


ref|NR_028721.1 
stis. 
ref|NR_028710.1 

955748 957207 
biales; Phyl 


ref|NR_028662.1 
1026088 102759 
phobacterales; S 


ref |NR_028633.1 
33 Brevundimonas 
aceae; 
ref |NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


ref|NR_028005.1 


ref |NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_025413.1 

1885917 188742 
ales; Pseudonoca 


v 


ref|NR_025407.1 
1893578 189509 
vibrionales; Des 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 


219857626 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Denitrovibrio 

ovibrio acetiphilus DSM 

brio. 
Desulfitobacterium 

8 Desulfitobacterium 

Desulfitobacterium. 

Desulfitobacterium 

itobacterium hafniense 

acterium. 
Syntrophobacter 

7 Syntrophobacter 

les; 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Selenomonas sputigena 
monas sputigena 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 


ref |NR_025215.1 
2162629 216416 


Desulfovibrio 
3 Desulfovibrio 


hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


172854 Bacteria_16S 2337601 2337657 47 103 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

172854 Bacteria_16S 2355879 2355927 61 109 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

172854 Bacteria_16S 2564654 2564710 47 103 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

172854 Bacteria_16S 2573912 2573960 61 109 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

172854 Bacteria_16S 2613963 2614011 61 109 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 
strain CVL 16S ribosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

172854 Bacteria_16S 3025920 3025976 47 103 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
172854 Bacteria_16S 3042797 3042845 61 109 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 
strain lacT 16S ribosomal RNA, partial sequence 3042319 3043795 Desulfovibrio zosterae Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

172854 Bacteria_16S 3050357 3050405 61 109 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

172854 Bacteria_16S 3313508 3313556 61 109 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

172854 Bacteria_16S 3407879 3407927 61 109 gi|219846640|ref|NR_026232.1| Syntrophobacter 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

172854 Bacteria_16S 3685278 3685334 47 103 gi|219846447|ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
172854 Bacteria_16S 3829617 3829673 47 103 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

172854 Bacteria_16S 3976004 3976060 47 103 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

172854 Bacteria_16S 4064523 4064571 61 109 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

172854 Bacteria_16S 4067495 4067539 65 109 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

172854 Bacteria_16S 4069035 4069079 65 109 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

172854 Bacteria_16S 10812 10859 62 109 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

172854 Bacteria_16S 38173 38236 47 110 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

172854 Bacteria_16S 95754 95801 62 109 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

172854 Bacteria_16S 98805 98852 62 109 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
172854 Bacteria_16S 101892 101951 44 103 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 


172854 Bacteria_16S 
succinoxidans str 


succinoxidans Bac 
Desulfuromusa. 


172854 Bacteria_16S 


strain Kysw2 16S 
Proteobacteria; 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


172854 Bacteria_16S 


strain Benl02 16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


172854 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


172854 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


172854 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


172854 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


172854 Bacteria_16S 


strain HTCC2597 1 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


172854 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


172854 Bacteria_16S 


PB90-1 16S riboso: 
Opitutae; Opituta 


172854 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


172854 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


172854 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


172854 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


172854 Bacteria_16S 


strain DSS-3 16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


172854 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


172854 Bacteria_16S 


D 
172854 Bacteria_16S 


141550 141597 62 109 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 
143033 143080 62 109 gi 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
199472 199519 62 109 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


250252 250291 64 103 
ribosomal RNA, partial sequence 


gi 


253192 253255 47 110 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


259170 259233 47 110 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


280239 280286 62 109 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


284853 284900 62 109 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
357585 357648 47 110 gi 
ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 
378679 378742 47 


110 gi 


571870 571933 47 110 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


688391 688438 62 109 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
696081 696116 72 107 gi 
mal RNA, partial sequence 

les; Opitutaceae; Opitutus. 
858021 858068 62 109 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
859576 859623 62 109 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
906635 906682 62 109 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


928306 928369 47 110 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
929794 929857 47 110 gi 
ribosomal RNA, partial sequence 


970003 970050 62 109 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


1268457 1268504 62 109 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


142594 14403 


249819 25124 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172854 Bacteria_16S 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172854 Bacteria_16S 


695588 697067 Opitu 


859076 86059 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172854 Bacteria_16S 


equence 
teria; 


265678968 
equence 
eria; Desu 


265678967 
; Desulfur 
265678930 
equence 

ria; Desul 


265678895 


hodobacter 
265678893 
quence 

ia; Rhodob 


265678889 
tial seque 
acteria; R 


265678873 
quence 
teria; Des 
265678870 
ence 28438 
acterales; 
265678816 
partial se 
eria; Rhod 


265678802 


hodobacter 
265678671 
sequence 
teria; Rho 


265678590 
equence 

ria; Desul 
265678585 


265678473 
ce 85752 
ibrionales 
265678472 
; Geobacte 
265678440 
al sequenc 
eria; Desu 


265678426 
nce 92790 
terales; R 
265678425 


hodobacter 
265678397 
uence 
teria; Des 
219846421 


Des 


1270020 1270067 62 109 gi 


ref|NR_029276.1 
141109 142543 
lfuromonadales; 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref|NR_029238.1 
198985 200521 
furomonadales; P 
ref|NR_029203.1 
aceae; Amaricocc 
ref|NR_029201.1 

252777 254201 
acterales; Rhodo 


ref 
nce 
hodo. 


NR_029197.1 
258782 
bacterales; 


ref|NR_029179.1 

279814 281221 
ulfuromonadales; 
ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029121.1 
quence 357208 
obacterales; Rho 


, 


ref|NR_029107.1 
aceae; Oceanicol 
ref |NR_028976.1 

571472 572837 
dobacterales; Rh 


ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref|NR_028890.1 
tus terrae Bacte 


ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref|NR_028775.1 


raceae; Geobacte 
ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028727.1 
aceae; Ruegeria. 
ref |NR_028699.1 

969528 971049 
ulfovibrionales; 
ref|NR_026012.1 

1267974 126947 


ulfuromonadales; 


219846400 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Pelobacter 
Pelobacter 
elobacteraceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


Geobacter 
Geobacter 
Geobacteraceae; 


Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 
Loktanella 

358614 Loktanella 
dobacteraceae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Jannaschia 
Jannaschia 

odobacteraceae; 


Desulfobacterium 

Desulfobacterium 
sulfobulbaceae. 

Opitutus terrae strain 
ria; Verrucomicrobia; 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


rs 
Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Roseovarius 

arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


ref |NR_025991.1 
1269526 127096 


Desulfonema 
5 Desulfonema 


ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


Desulfonema. 

172854 Bacteria_16S 1271477 1271524 62 
2077 16S ribosomal RNA partial sequence 
Deltaproteobacteria; Desulfobacterales; 
172854 Bacteria_16S 1351909 1351972 47 


Och 149 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


172854 Bacteria_16S 1368472 1368519 62 
magneticus strain 
Bacteria; 


172854 Bacteria_16S 1612190 1612253 47 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 
172854 Bacteria_16S 
strain R-8904 16S 


1711240 1711303 47 


172854 Bacteria_16S 1895641 1895688 62 


strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


172854 Bacteria_16S 
strain DSM 12838 


1933286 1933333 62 


172854 Bacteria_16S 1977259 1977306 62 


macestii strain M-9 16S ribosomal RNA, partial sequence 


Bacteria; 


172854 Bacteria_16S 1978823 1978870 62 


anilini strain Anil 16S ribosomal RNA, partial sequence 


Bacteria; 


172854 Bacteria_16S 2223704 2223751 61 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermo 
Thermodesulfobacteriales; 


15286 Bacteria; Thermodesulfobacteria; 
Thermodesulfatator. 


172854 Bacteria_16S 2235979 2236026 62 


RS-1 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; 


109 


1271016 1272493 Desulfonema magnum Bacteria; 
Desulfobacteraceae; 


110 


109 


110 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


109 


109 


109 


109 


108 


109 


gi 


gi 


gi 


complete sequ 
Desulfov 


gi 


gi 


1710844 17122 


gi 


gi 


gi 


gi 


gi 


gi 


219846399 


228720499 


1351515 1352883 Roseobacter litoralis 
hodobacteraceae; 


228718692 


219878468 


219878400 


219878267 


219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


219878210 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


219878209 


219857583 


219857575 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 


thiodismutans Bacteria; 
Desulfonatronum. 
172854 Bacteria_16S 


Proteobacteria; 


2255817 2255864 62 


Deltaproteobacteria; 


109 


gi 


219857562 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 


mediterraneus Bacteria; 
Desulfobulbus. 
172854 Bacteria_16S 
strain LSv514 16S 


Proteobacteria; 


2524151 2524198 62 


172854 Bacteria_16S 2606216 2606263 62 


burkinensis strain HDv 16S ribosomal RNA, partial sequence 


Bacteria; 


172854 Bacteria_16S 2641524 2641571 62 


Deltaproteobacteria; 


109 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


109 


109 


gi 


219857361 


2523668 25251 


gi 


gi 


219857264 
26057 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


219857230 


strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 26425 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


172854 Bacteria_16S 2904599 2904653 46 


100 


gi 


219856853 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacteria; 
Thermaerobacter. 
172854 Bacteria_16S 3051894 3051941 62 
strain GraMall 16S ribosomal RNA, 


Firmicutes; 


172854 Bacteria_16S 3062578 3062641 47 


Clostridia; 


109 


110 


Clostridiales; 


gi 


gi 


219846887 


complete sequence 3051418 30529 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


219846880 


mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 


mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 


172854 Bacteria_16S 3108959 3109022 47 


110 


strain Nl 16S ribosomal RNA, complete sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


172854 Bacteria_16S 3136033 3136080 62 


sulfexigens strain SB164P1 16S ribosomal RNA, partial s 


sulfexigens Bacteria; 
Desulfocapsa. 
172854 Bacteria_16S 


Proteobacteria; 


3143559 3143622 47 


109 


110 


gi 


219846849 


3108566 31099 


gi 


Deltaproteobacteria; 


gi 


pontiacus ChLG-10 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


219846831 
equence 
Desulf 


219846826 


Desulfonema. 


ibrionales; 


sequence 
Rhodobacterales; 


Desulfobacteraceae; 


1976773 1978275 Desulf 
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ref|NR_026441.1 
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Ww 


Desulfobacteraceae; 
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Proteobacteria; 
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Och 149 Bacteria; 


Roseobacter. 


Desulfovibrio 


ence 1367977 1369516 Desulfovibrio magneticus RS-1 
Desulfovibrionaceae; 


Desulfovibrio. 
Loktanella 
8 Loktanella 


Rhodobacteraceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 

Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 


ulfomicrobium. 
Desulfomicrobium 
omicrobium macestii 
Desulfomicrobium. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Desulfobulbus 
6 Desulfobulbus 


esulfobulbaceae; 


Desulfotalea arctica 


53 Desulfotalea arctica Bacteria; 
Desulfobulbaceae; 


talea. 

Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Thermaerobacter 

5 Thermaerobacter 
XVII. Incertae Sedis; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
Rhodovulum. 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


ref|NR_026418.1 


Sulfitobacter 


3143169 3144565 Sulfitobacter pontiacus 


Sulfitobacter. 


172854 Bacteria_16S 3151150 3151197 62 109 gi 
intestinalis strain KMS2 16S ribosomal RNA, partial seq 
intestinalis Bacteria; Proteobacteria; Deltaproteobacte 
Desulfovibrio. 
172854 Bacteria_16S 


ue 
ri 


3160461 3160508 62 109 gi 
thiophila strain NZ27 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 
172854 Bacteria_16S 3161886 3161949 47 110 gi 
heliothermus strain EL-219 16S ribosomal RNA, partial s 
heliothermus Bacteria; Proteobacteria; Alphaproteobacte 
Antarctobacter. 
172854 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 
Desulfofustis. 
172854 Bacteria_16S 3243918 3243965 62 109 gi 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partia 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteoba 
Desulfonatronovibrio. 
172854 Bacteria_16S 

islandicus strain 


ce 


eq 
ri 


3237872 3237919 62 109 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


eq 
a; 


1 
ct 


3287628 3287671 65 108 gi 
Rlha3 16S ribosomal RNA, partial sequ 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; T 
172854 Bacteria_16S 3379066 3379113 62 109 gi 
termitidis strain DSM 5308 16S ribosomal RNA, partial s 
termitidis Bacteria; Proteobacteria; Deltaproteobacteri 
Desulfovibrio. 
172854 Bacteria_16S 
strain DSM 7345 1 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
172854 Bacteria_16S 3520863 3520910 62 109 gi 
acidigallici strain DSM 2377 16S ribosomal RNA, partial 
acidigallici Bacteria; Proteobacteria; Deltaproteobacte 
Pelobacter. 
172854 Bacteria_16S 


en 
he 


eq 
a; 


3489127 3489174 62 109 


gi 


, 


s 
ri 


3630448 3630495 62 109 
strain Dfr2 16S ribosomal RNA, partial sequence 

Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
172854 Bacteria_16S 3631973 3632020 62 109 gi 
strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
172854 Bacteria_16S 3716793 3716856 47 110 gi 

strain E-37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172854 Bacteria_16S 3885925 3885972 62 109 gi 
metallireducens strain GS-15 16S ribosomal RNA, partial 
metallireducens Bacteria; Proteobacteria; Deltaproteoba 
Geobacter. 
172854 Bacteria_16S 4026688 4026735 62 109 gi 
alkenivorans strain PF2803 16S ribosomal RNA, partial s 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacte 
Desulfatibacillum. 
172854 Bacteria_16S 


gi 


v 


ho 


s 
ct 


eq 
ri 


4165137 4165184 62 109 gi 
aliphaticivorans strain CV2803 16S ribosomal RNA, parti 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteob 
Desulfatibacillum. 
172854 Bacteria_16S 4166567 4166630 47 
delicatus strain KMM 358 
delicatus Bacteria; Prot 
Sulfitobacter. 
172854 Bacteria_16S 


al 
ac 


110 gi 
4 16S ribosomal RNA, partial se 
eobacteria; Alphaproteobacteria 


qu 


v 


4168049 4168112 47 110 


gi 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172854 Bacteria_16S 36791 36833 68 110 gi 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, part 
guttiformis Bacteria; Proteobacteria; Alphaproteobacter 
Sulfitobacter. 

172854 Bacteria_16S 67090 67152 47 109 gi 
asaccharolytica strain Y-345 16S ribosomal RNA, partial 
asaccharolytica Bacteria; Proteobacteria; Alphaproteoba 
Sphingomonas. 

172854 Bacteria_16S 100342 100384 61 103 
strain SL-4 16S ribosomal RNA, complete sequence 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
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90 Sagittula stellata Bacteria; 


acea a. 


Geobacter 
3 Geobacter 
; Geobacteraceae; 
Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 
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9 Desulfatibacillum 
Desulfobacteraceae; 


’ 


Sulfitobacter 
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dubius Bacteria; 
cter. 

Sulfitobacter 
Sulfitobacter 
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Sphingomonadaceae; 


NR_029304.1 
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172854 Bacteria_16S 146061 146103 68 110 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

172854 Bacteria_16S 150542 150584 61 103 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 182572 182614 61 103 gi|265678941|ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 247174 247216 61 103 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 
strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 248217 Thermotoga hypogea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

172854 Bacteria_16S 262084 262126 61 103 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

172854 Bacteria_16S 306094 306140 64 110 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

172854 Bacteria_16S 328950 328992 61 103 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

172854 Bacteria_16S 417248 417290 61 103 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
172854 Bacteria_16S 503301 503343 68 110 gi|265678716|ref|NR_029021.1]| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

172854 Bacteria_16S 653589 653631 61 103 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

172854 Bacteria_16S 664164 664206 61 103 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

172854 Bacteria_16S 720030 720092 47 109 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 

172854 Bacteria_16S 833862 833924 47 109 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 

172854 Bacteria_16S 835364 835426 47 109 gi| 265678489 |ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

172854 Bacteria_16S 994643 994685 61 103 gi|265678381|ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

172854 Bacteria_16S 1055536 1055578 61 103 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

172854 Bacteria_16S 1061614 1061676 47 109 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

172854 Bacteria_16S 1077925 1077987 47 109 gi|265678324|ref|NR_028626.1| Sphingomonas melonis 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 1077529 1078967 Sphingomonas melonis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

172854 Bacteria_16S 1083900 1083962 47 109 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

172854 Bacteria_16S 1100553 1100595 61 103 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 1141493 1141555 47 109 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 


witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


Sphingomonadales; 


Sp 


hingomonadaceae; 


172854 Bacteria_16S 1176380 1176422 61 103 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 1336621 1336663 68 110 gi|228721486|ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

172854 Bacteria_16S 1362395 1362437 68 110 gi|228719132|ref|NR_027580.1| Octadecabacter 
antarcticus strain 307 16S ribosomal RNA, partial sequence 1361976 1363364 Octadecabacter antarcticus 307 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 
172854 Bacteria_16S 1370001 1370043 68 110 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 1370984 Oceanicola granulosus HTCC2516 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

172854 Bacteria_16S 1413489 1413551 47 109 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

172854 Bacteria_16S 1444315 1444357 68 110 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 

172854 Bacteria_16S 1610731 1610773 68 110 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

172854 Bacteria_16S 1615232 1615278 64 110 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
strain CM243 16S ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

172854 Bacteria_16S 1692879 1692921 61 103 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

172854 Bacteria_16S 1702201 1702243 61 103 gi| 219878406 |ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

172854 Bacteria_16S 1732576 1732626 64 114 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

172854 Bacteria_16S 1767512 1767554 61 103 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

172854 Bacteria_16S 1823800 1823842 61 103 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

172854 Bacteria_16S 1934757 1934819 47 109 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
strain CHO0O1A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

172854 Bacteria_16S 2015771 2015833 47 109 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

172854 Bacteria_16S 2059972 2060014 61 103 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

172854 Bacteria_16S 2104271 2104313 61 103 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

172854 Bacteria_16S 2119424 2119466 61 103 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

172854 Bacteria_16S 2190583 2190625 61 103 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

172854 Bacteria_16S 2237487 2237529 61 103 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

172854 Bacteria_16S 2254225 2254267 61 103 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

172854 Bacteria_16S 2339165 2339207 61 103 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
172854 Bacteria_16S 2396825 2396867 61 103 gi|219857462|ref|NR_025050.1| Anaerobranca 


gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 


2396386 2397818 Anaerobranca 


gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. 


Anaerobranca. 
172854 Bacteria_16S 
strain JSS-7 16S 


2460644 2460706 47 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


172854 Bacteria_16S 
berrensis strain 
Bacteria; Firmicutes; 
172854 Bacteria_16S 

meridiei strain S 
Bacteria; Firmicutes; 
172854 Bacteria_16S 

strain SEBR 4211 
Firmicutes; Clost 
172854 Bacteria_16S 
halotolerans stra 
Bacteria; Firmicutes; 
172854 Bacteria_16S 

transvaalensis st 
transvaalensis Bacteria; 
172854 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
172854 Bacteria_16S 
oligophenolica 16 


ridia; 


2507471 2507513 61 
CTT3 16S ribosomal RNA, partial sequen 
Clostridia; 
2547866 2547908 61 
10 16S ribosomal RNA, 
Clostridia; 
2615538 2615580 61 
16S ribosomal RNA, par 
Clostridiales; 
2627821 2627863 61 
in NN 16S ribosomal RN 
Bacillales; 
2794648 2794690 61 
rain SAGM1 16S ribosomal RNA, partial 
Firmicutes; 
2877290 2877332 61 


Proteobacteria; Alphaproteobacteria; 


172854 Bacteria_16S 
strain S37 16S ri 


2965183 2965245 47 
bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


172854 Bacteria_16S 
strain BS 16S rib 
Firmicutes; Clostridia; 
172854 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
172854 Bacteria_16S 
histidinovorans s 
histidinovorans Bacteria; 
172854 Bacteria_16S 
strain Z-7934 16S 
Firmicutes; Clost 
172854 Bacteria_16S 
oxalivorans strain RAOx- 
oxalivorans Bacteria; Fi 
172854 Bacteria_16S 
oxalaticus strain RAOxl 
Bacteria; Firmicutes; Ba 
172854 Bacteria_16S 
strain A901/1 16S 
Proteobacteria; Alphapro 
172854 Bacteria_16S 
deleyianum strain Spiril 
Sulfurospirillum 
Campylobacteraceae; Sulf 
172854 Bacteria_16S 
orientis strain DSM 765 
Bacteria; Firmicutes; Cl 
172854 Bacteria_16S 


ridia; 


Bacteria; 


FS 16S 
rmicutes; 
3122656 3122698 61 


cillales; 
3134501 3134547 64 
ribosomal RNA, partial sequence 
teobacteria; 
3137507 3137569 47 
lum 5175 16S ribosomal RNA, par 
deleyia 
urospirillum. 
3154243 3154285 61 


ostridia; 
3163368 3163410 68 


2975934 2975976 61 
osomal RNA, partial se 
Clostridiales; 
3027510 3027552 61 
strain GKNTAUT 16S rib 
Firmicutes; 
3088063 3088105 61 
train Z-7940 16S ribos 


Firmicutes; 


3101512 3101554 61 
ribosomal RNA, partia 
Clostridiales; 

3121109 3121151 61 
ribosoma 
Bacil 


Clost 


Clost 


109 


gi 


2460248 24616 


Sphingomonadales; 


103 


ridiales; 
103 


ridiales; 
103 


103 


S ribosomal RNA, partial sequence 


103 


103 


Clostridia; 


103 


103 


lales; 


103 


110 


Rhodobacterales; 


109 


103 


110 


1 sequence 
Clostridiaceae; 


gi 


Clostr 


gi 


partial sequence 
Peptoc 


gi 


gi 


DSM4771 16S ribosomal RNA, partial se 
Firmicutes; 
2884972 2885034 47 


Clostridiaceae; 


gi 


osomal RNA, part 
Clostridia; 


Clos 
gi 


omal RNA, partia 


Clost 
gi 


gi 


1 RNA, partial s 
Paenibaci 


gi 


16S ribosomal RNA, partial sequ 
Paenibacillaceae; Ane 


gi 


219857409 


219857372 
ce 
idiaceae; 

219857345 


occaceae; 
219857255 


tial sequence 2615060 26165 
Clostridiales Family XII. 


219857246 


cl 
219846905 
ia 
tridiales; 
219846863 
1 
ridiales; 
219846854 


3101054 31025 


Tindallia. 
219846841 
equence 
llaceae; 
219846840 
ence 31221 
urinibacil 
219846832 


3134094 31355 


gi 


gi 


16S ribosomal RNA, partial sequ 
Clostridiales; 


Peptoc 
gi 


strain Ekho Lake-172 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


172854 Bacteria_16S 
strain IFO 10550 


3208966 3209028 47 
16S ribosomal RNA, partial sequence 3208570 32100 


Proteobacteria; Alphaproteobacteria; 


172854 Bacteria_1 
strain IFO 15498 


6S 


3210458 3210520 47 
16S ribosomal RNA, partial sequence 3210062 32115 


Proteobacteria; Alphaproteobacteria; 


172854 Bacteria_16S 
strain DSM 10022 
Firmicutes; Clost 


172854 Bacteria_1 


ridia; 
6S 


3230106 3230148 61 
16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales; Clostridiales Fa 


3362433 3362475 61 


109 


gi 


Sphingomonadales; 


109 


gi 


Sphingomonadales; 


103 


103 


gi 


gi 


Rho 


219846830 
ti 


Sphingomon 


25070 


25473 


ostridium. 


1 sequen 


sequence 


Aneur 


dobacter 


al seque 
num Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


ref|NR_024997.1 


adac 
ref 


eae; 
NR_024960.1 


ref|NR_024933.1 
Desu 
ref|NR_024886.1 
Ince 
ref 


rtae Sedis; 
NR_024876.1 


ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026455.1 
3087607 308909 
Clostridiaceae; 


ref|NR_026446.1 


NR_026433.1 
120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026424.1 


ref 


Ww 


acea 
ref 
nce 


e; Paracoccu 
NR_026422.1 
313708 


00 2508520 Thermo 
Thermohalobacter 


74 2548878 Desulf 
1lfosporosinu 


Incertae Sedis; 


Sphingomonas aquatilis 


89 Sphingomonas aquatilis Bacteria; 
Sphingomonas. 


Thermohalobacter 
halobacter berrensis 

Desulfosporosinus 
osporosinus meridiei 
Ss. 

Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Gracilibacillus 


A, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacillaceae; Gracilibacillus. 
103 gi|219857120|ref|NR_024748.1| Alkaliphilus 
sequence 2794179 2795571 Alkaliphilus 
Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 
103 gi|219856873|ref|NR_024692.1| Salimicrobium 
quence 2876799 2878315 Salimicrobium 
Bacillales; Bacillaceae; Salimicrobium. 
109 gi|219856866|ref|NR_024685.1| Sphingomonas 
2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
109 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
2964771 2966222 Sphingopyxis chilensis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 
103 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
quence 2975480 2976925 Clostridium ultunense Bacteria; 


Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Natronincola 

0 Natronincola 

Natronincola. 

Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss 
Sulfurospirillum 
4 3138514 


219846819|ref|NR_026411.1| Desulfosporosinus 
ence 3153764 3155274 Desulfosporosinus orientis 
occaceae; Desulfosporosinus. 
219846813|ref|NR_026405.1| Roseovarius tolerans 
e 3162961 3164378 Roseovarius tolerans Bacteria; 
hodobacteraceae; Roseovarius. 
219846782 |ref|NR_026374.1| Sphingomonas mali 
11 Sphingomonas mali Bacteria; 
Sphingomonadaceae; Sphingomonas. 
219846781 |ref|NR_026373.1| Sphingomonas pruni 
03 Sphingomonas pruni Bacteria; 
Sphingomonadaceae; Sphingomonas. 
219846767 |ref|NR_026359.1| Peptoniphilus ivorii 
30 Peptoniphilus ivorii Bacteria; 
mily XI. Incertae Sedis; Peptoniphilus. 
219846675|ref|NR_026267.1| Salimicrobium album 


strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Salimicrobium. 


Firmicutes; Bacillales; 


Bacillaceae; 


172854 Bacteria_16S 
tamworthensis str 
tamworthensis Bac 


Amaricoccus. 


172854 Bacteria_16S 
restrictus strain 
restrictus Bacter 
172854 Bacteria_16S 


arcticus strain 2 
Bacteria; 


Bacteria; 


Soehngenia. 


172854 Bacteria_16S 


strain 50-1 BON 1 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 
Mahella. 
172854 Bacteria_16S 4132635 4132677 61 103 gi|219846125|ref|NR_025715.1 


strain MSS-155 16 
Firmicutes; Bacil 


172854 Bacteria_16S 


nitratireducens s 


nitratireducens B 
172854 Bacteria_16S 
thalassicus strai 
thalassicus Bacte 
172854 Bacteria_16S 
strain N-3 16S ri 


Firmicutes; Bacil 


172854 Bacteria_16S 
methylohalidivora 
methylohalidivora 


Leisingera. 


172854 Bacteria_16S 


strain SE-32A-C8 
Proteobacteria; 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


172854 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; 


strain CTCBS1 16S 
Proteobacteria; 


strain N. Pfennig 
Bacteria; Proteob 


172854 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; 


antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 


172854 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


172854 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


172854 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


Proteob 
172854 Bacteria_16S 
salexigens strain 
Proteob 
172854 Bacteria_16S 
saccharolytica st 
saccharolytica Ba 


G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


3654835 3654877 68 110 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


3665631 3665673 61 103 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3682283 3682325 68 110 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3970224 3970270 64 110 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
4072013 4072055 61 103 gi 
rain BOR-Y 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 


qu 
le 
te. 


en 
te 


se 


4076549 4076591 61 
6S ribosomal RNA, part 


103 gi 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4172723 4172765 61 103 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
4183432 4183474 61 103 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
4212139 4212181 61 103 gi 
bosomal RNA, complete sequence 

lales; Bacillaceae; Geobacillus. 


1 
ri 


qu 
al 


219846468 
se 
er 


219846461 


219846449 


219846245 


219846171 
id 


219846168 
ial sequence 4076074 40 


4132144 41336 


219846098 


219846088 


219846067 
4211641 42131 


NR_026060.1 
quence 2 


ia; Rhod terales; Rh 
NR_026053.1 
3665143 366662 
coccaceae; Dehal 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref |NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref|NR_025761.1 

4071551 407304 
lostridiales Fa 


ence 
s; Pepto 


36818 
rales; R 


ce 39698 
rales; R 


quenc 
iales 


e 


v 


Cc 


ref|NR_025758.1 


776 


65 Halobacillus 


ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref|NR_025657.1 


sequence 
diales; 


rs 


ence 


es; Pept 


4231890 4231932 68 110 gi 
ns strain MB2 16S ribosomal RNA, parti 
ns Bacteria; Proteobacteria; Alphaprot 


al 
eo 


3545 3590 64 109 gi 
16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Legio 
9390 9435 64 109 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromona 
41277 41322 64 109 gi 
65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
44279 44324 64 109 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
56534 56579 64 109 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58035 58080 64 109 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
81967 82012 64 109 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


on 


H 


nc 
al 


ne 


ce 


112532 112573 62 103 

ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
114130 114171 62 103 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
127859 127904 64 109 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


gi 


Ss; 


S; 
e 


172854 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


167541 167586 64 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


109 gi 


219846047 


265679061 


265679057 


265679036 
265679034 
43805 


265679026 


265679025 


matiaceae; 
265679009 


nadales; 


265678987 
112043 11359 


265678986 
113641 11518 


265678977 
nadales; 


265678951 
167046 168502 Vibrio mimicus Bacteria; 


ref |NR_025637.1 
e 4231451 423288 
Rhodobacterale 


sequenc 
bacteria 


’ 


ref |NR_029369.1 
4533 
nellaceae; Legionella. 
ref|NR_029365.1 
10291 Pseudo 


seudoalteromonad 


8961 
dales; P 
ref |NR_029344.1 

42243 Vibrio 
ibrio. 
ref |NR_029342.1 


40774 
aceae; V 


45323 
alomonadaceae; Carnimona 
ref |NR_029334.1 

57529 Thiocy 
iaceae; Thioc 
NR_029333.1 
Thiocy 
iocystis. 
NR_029317.1 
83011 Pseudo 
seudoalteromonad 


56079 
Chro: 


e 
es; 


e 57580 


81499 
P 
ref 


NR_029295.1 


hace 
ref 


Syntrop ae; Syntroph 


NR_029294.1 


Syntrophaceae; Syntroph 
ref|NR_029285.1 
9 128819 Pseudo 


seudoalteromonad 


12740 
P 


fo} 


mily XI. 


Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Dehalobacter 
8 Dehalobacter 
obacter. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Halobacillus locisalis 


locisalis Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Legionella erythra 


Legionella erythra Bacteria; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Vibrio pectenicida 
pectenicida Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


s. 

Thiocystis gelatinosa 
stis gelatinosa 

ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


Pseudoalteromonas 
alteromonas antarctica 


aceae; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 

Pseudoalteromonas 
alteromonas espejiana 
aceae; 


ref |NR_029259.1 


Vibrio mimicus strain 
Proteobacteria; 


172854 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


172854 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


172854 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


172854 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


172854 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


172854 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


172854 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


172854 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


172854 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


172854 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


172854 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


Methylococcaceae; 


172854 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


172854 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


172854 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


172854 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


172854 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


172854 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


172854 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


172854 Bacteria_16S 


strain 2678 16S r 
Proteobacteria; A 
group. 


172854 Bacteria_16S 


strain MK (Kaplan 
Proteobacteria; A 
fever group. 


172854 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


169065 169110 64 109 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
170541 170586 64 109 
osomal RNA, partial sequence 


gi 


Vibri 
gi 


Methylobacter. 


172854 Bacteria_16S 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 


168553 16998 


170036 17150 


265678950 


onaceae; V 
265678949 


194866 194911 64 109 gi| 265678933 
Texas 16S ribosomal RNA, partial sequence 19438 
acteria; Gammaproteobacteria; Methylococcales; M 
196375 196420 64 109 gi| 265678932 
bosomal RNA, partial sequence 195893 19735 
ammaproteobacteria; Methylococcales; Methylococc 
215029 215074 64 109 gi| 265678919 
ribosomal RNA, partial sequence 214535 21600 
ammaproteobacteria; Oceanospirillales; Halomonad 
222653 222698 64 109 gi| 265678914 
osomal RNA, partial sequence 222148 22363 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
257686 257739 47 100 gi| 265678890 
6S ribosomal RNA, complete sequence 257219 25873 
ridia; Thermoanaerobacterales; Thermoanaerobacte 

277295 277336 69 110 gi| 265678875 
bosomal RNA, partial sequence 276812 27827 
icutes; Mycoplasmataceae; Mycoplasma. 

283294 283347 47 100 gi| 265678871 
in B54 16S ribosomal RNA, complete sequence 
eria; Proteobacteria; Deltaproteobacteria; Desul 

315230 315275 65 110 gi| 265678850 
ibosomal RNA, partial sequence 314818 31623 
lphaproteobacteria; Rickettsiales; Rickettsiacea 

316694 316739 65 110 gi| 265678849 
) 16S ribosomal RNA, partial sequence 31628 
lphaproteobacteria; Rickettsiales; Rickettsiacea 

322770 322827 46 103 gi| 265678845 
ibosomal RNA, complete sequence 322285 32381 
ridia; Halanaerobiales; Halanaerobiaceae; Haloth 

332132 332185 47 100 gi| 265678839 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 

ref|NR_029257.1| Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172051 172096 64 109 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
ibosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173559 173604 64 109 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 

RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Aliivibrio. 

175067 175112 64 109 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
6S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

176553 176598 64 109 gi| 265678945 |ref|NR_029253.1| Photobacterium 

L1 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

178061 178106 64 109 gi|265678944|ref|NR_029252.1| Aeromonas punctata 

16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

179540 179585 64 109 gi| 265678943 |ref|NR_029251.1| Methylococcus 
in IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
eria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

190334 190379 64 109 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
bosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
ammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

191844 191889 64 109 gi|265678935|ref|NR_029243.1| Methylomonas 

JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

193354 193399 64 109 gi| 265678934 |ref|NR_029242.1| Methylobacter 
in 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 


; Methylococcales; 


ref|NR_029241.1] Methylococcus 

5 195842 Methylococcus capsulatus 
ethylococcaceae; Methylococcus. 
ref|NR_029240.1| Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 
ref|NR_029227.1| Halomonas elongata 
2 Halomonas elongata Bacteria; 
aceae; Halomonas. 
ref|NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 
ibrio. 
ref|NR_029198.1| Moorella glycerini 

1 Moorella glycerini Bacteria; 

raceae; Moorella group; Moorella. 
ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


ref|NR_029177.1 
282818 284333 
fobacterales; De 


ref|NR_029155.1| Rickettsia canadensis 
1 Rickettsia canadensis Bacteria; 
e; Rickettsieae; Rickettsia; typhus 


Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


ref|NR_029154.1 
2 317695 Ricket 
e; Rickettsieae; 


ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 


ref|NR_029144.1] Moorella 
331642 333194 Moorella 


thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Moorella group; M 


oorella. 


172854 Bacteria_16S 366619 366664 64 109 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

172854 Bacteria_16S 369640 369685 64 109 gi|265678808|ref|NR_029113.1]| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 


anticariensis Bacteria; 


Halomonas. 
172854 Bacteria_16S 
asymbiotica subsp. 

Photorhabdus 
Enterobacteriales; 
172854 Bacteria_16S 


Enterobacteriaceae; 


Proteobacteria; 
400167 400212 64 
asymbiotica subsp. 


418746 418791 64 


109 


109 


strain LCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 
69 16S ribosomal 


172854 Bacteria_16S 
strain G-16.1 16S 
Proteobacteria; 
172854 Bacteria_16S 


486287 486332 64 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


490992 491037 64 


492499 492544 64 


109 


485792 487320 Vibri 


109 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


109 


strain R65 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 


strain Tf 16S ribosomal 


Firmicutes; Bacil 
172854 Bacteria_16S 


marinisedimentorum strai 
marinisedimentorum Bacteria; 


172854 Bacteria_16S 
luminescens subsp. 

Photorhabdus 
Enterobacteriales; 
172854 Bacteria_16S 
luminescens subsp. 
luminescens subsp 


Photorhabdus. 


Gammaproteobacteria; 


gi 


gi 


418286 41972 
Gammaproteobacteria; Oceanospirillales; 


gi 


gi 


490502 49197 


gi 


492024 49353 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


Enterobacteriaceae; 
172854 Bacteria_16S 


strain CIP 105566 
Proteobacteria; 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


172854 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


172854 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; 


impatiens strain 
Bacteria; Proteob 


Saccharospirillum. 
172854 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


172854 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


172854 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


172854 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


545933 545978 
16S ribosomal RNA, 
ammaproteobacteria; Enterobacteriales; 
547420 547465 64 109 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


64 109 gi 
partial sequence 


577855 577900 64 109 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
597323 597368 64 109 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
604865 604910 64 109 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


615699 615744 64 109 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
627829 627874 64 109 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
644676 644721 64 109 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
662603 662648 64 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


172854 Bacteria_16S 
indolicum strain In04 16S ribosomal RNA, partial sequence 


685272 685313 62 103 gi 


596871 59824 


615203 61674 


627341 62884 


644174 645732 Vibri 


662137 66364 


265678788 


australis strain 9802892 16S ribosomal RNA, partial sequence 


265678775 


265678727 


265678724 


265678723 


265678688 

54547 
Enterobac 
265678687 
ial sequen 
cteria; Al 


265678667 
ence 57740 
irillales; 
265678654 


matiaceae; 
265678648 
ence 60442 
irillales; 


265678641 


onaceae; V 
265678633 


Enterobac 


265678621 


265678607 


265678592 


Oceanospirillales; 


Halomonadaceae; 


Halomonadaceae; 


ref |NR_029093.1 


ref|NR_029080.1 


ref|NR_029032.1 


ref|NR_029029.1 


ref |NR_029028.1 


sequence 517982 


cteria; 


ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref |NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus. 
ref|NR_028959.1 


Thiobaca. 
ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 
ref |NR_028946.1 
ibrio. 
ref |NR_028938.1 


teriaceae; Morga 
ref |NR_028926.1 
o lentus Bacteri 
ref|NR_028912.1 
Enter 


ref 


© ponticus Bacteria; 


Halomonadaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Halomonas. 


Vibrio ponticus strain 
Proteobacteria; 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 
Halomonas. 


Marinobacter sediminum 


5 Marinobacter sediminum Bacteria; 
Marinobacter. 


510869 510922 47 100 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
lales; Bacillaceae; Geobacillus. 
515336 515381 64 109 gi|265678708|ref|NR_029013.1| Reinekea 
n DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
Proteobacteria; Gammaproteobacteria; Reinekea. 
516898 516943 64 109 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 
luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriaceae; Photorhabdus. 
518464 518509 64 109 gi|265678706|ref|NR_029011.1| Photorhabdus 


519496 Photorhabdus 


Enterobacteriales; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 
Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Thalassolituus 
solituus oleivorans 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Vibrio lentus strain 
a; Proteobacteria; 


Enterobacter cloacae 


7 Enterobacter cloacae Bacteria; 
Enterobacteriaceae; 


obacter; Enterobacter 


Desulfobacterium 


NR_028897.1 


684774 686292 Desulfobacterium indolicum 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 


172854 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


172854 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


172854 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


172854 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


172854 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


172854 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


172854 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


172854 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


172854 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


172854 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 
Enterobacteriales; 
172854 Bacteria_16S 


sibirica strain A 
Bacteria; Proteob 


172854 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


172854 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


172854 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


172854 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


172854 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


172854 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


172854 Bacteria_16S 


strain YIM90005 1 
Actinobacteria; A 


172854 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


172854 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


172854 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


172854 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


686838 686879 62 103 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
689936 689981 64 109 gi 


ammaproteobacteria; Enterobacteriales; 
691488 691533 64 109 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
703442 703487 64 


109 gi 


; Enterobacteriaceae; Photorhabdus. 


724739 724784 64 109 gi 
- akhurstii strain FRGO4 16S ribosomal 
Enterobacteriaceae; Photorhabdus. 

727846 727891 64 109 gi 
12 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
732353 732398 64 109 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
733776 733821 64 109 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
754171 754216 64 109 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
763307 763352 64 109 gi 
ribosomal RNA, partial sequence 


’ 


769430 769475 64 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
770962 771007 64 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
774049 774106 46 103 gi 


109 gi 


ctinobacteridae; Actinomycetales; Pseu 
778760 778813 47 100 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
791027 791072 64 109 gi 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
812522 812567 64 109 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
818509 818554 64 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


172854 Bacteria_16S 


strain 256 16S ri 


820014 820059 64 109 gi 
bosomal RNA, partial sequence 


265678591 
68634 
acterales; 

265678589 


16S ribosomal RNA, partial sequence 689459 69096 


Enterobac 
265678588 
sequence 
ia; 


265678580 


6S ribosomal RNA, partial sequence 702960 70436 


265678565 
RNA, part 


265678563 

72737 
ales; Ecto 
265678560 


731878 733268 Thioc 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678543 
ence 75371 
cteriales; 
265678537 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


265678533 


768965 770424 Vibri 


265678532 


770475 77198 
seudomonad 


265678530 


6S ribosomal RNA, partial sequence 773630 77513 


donocardin 
265678526 
ce 77827 
acterales; 
265678518 


complete sequence 790537 79204 


sychromona 
265678504 
nce 81203 
ales; Ecto 
265678500 


818049 81950 


Enterobac 


Entero 


Desulfosarcina 
osarcina cetonica 
Desulfobacteraceae; Desulfosarcina. 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028893.1| Buttiauxella 
691014 692520 Buttiauxella 

bacteriales; Enterobacteriaceae; 


ref|NR_028896.1 
3 687857 Desulf 


Lamprocystis purpurea 
purpurea Bacteria; 


ref|NR_028885.1 
5 Lamprocystis 


ammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
709174 709219 64 109 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
710732 710777 64 109 gi| 265678575 |ref|NR_028880.1| Moritella viscosa 
16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

716927 716972 64 109 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
bosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

721570 721615 64 109 gi|265678567|ref|NR_028871.1| Photorhabdus temperata 

ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

723156 723201 64 109 gi|265678566|ref|NR_028870.1| Photorhabdus 
- laumondii strain TT01 16S ribosomal RNA, partial sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ref 
ial 


NR_028869.1 
sequence 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref|NR_028864.1 
apsa rosea Bacte 


Thiorhodospira 

odospira sibirica 

ae; Thiorhodospira. 
Thiocapsa rosea strain 

ria; Proteobacteria; 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028841.1 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 
ref|NR_028837.1| Vibrio ruber strain 
o ruber Bacteria; Proteobacteria; 


’ 


ref |NR_028836.1| Cellvibrio japonicus 
3 Cellvibrio japonicus Bacteria; 
aceae; Cellvibrio. 

ref|NR_028834.1| Prauserella alba 

2 Prauserella alba Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_028830.1] Desulfobacter 

2 779794 Desulfobacter postgatei 
Desulfobacteraceae; Desulfobacter. 
ref|NR_028821.1| Psychromonas arctica 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 

ref|NR_028807.1| Thioalkalivibrio 

5 813508 Thioalkalivibrio jannaschii 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_028803.1| Kluyvera cryocrescens 
7 Kluyvera cryocrescens Bacteria; 
teriaceae; Kluyvera. 


265678499 


ref|NR_028802.1| Kluyvera intermedia 


819558 821010 Kluyvera intermedia Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


172854 Bacteria_ 
strain CFBP 5236 


Proteobacteria; G 


172854 Bacteria_ 


conservatrix stra 
conservatrix Bacteria; 


Desulforegula. 
172854 Bacteria_ 


denitrificans str 
denitrificans Bacteria; 


Thioalkalivibrio. 
172854 Bacteria_ 
strain Greoux 11 
Bacteria; 


strain PSv29 16S 


Proteobacteria; D 
172854 Bacteria_16S 
psychrophila stra 
psychrophila Bacteria; 


Desulfotalea. 


172854 Bacteria_16S 


elyakovii strain 


elyakovii Bacteri 
Pseudoalteromonas. 
172854 Bacteria_16S 
subsp. vallismort 
subsp. vallismortis Bacteria; 


Salinivibrio. 


172854 Bacteria_16S 
strain 4A 16S rib 
Proteobacteria; G 
172854 Bacteria_16S 
strain CDC 2970-5 
Proteob 
172854 Bacteria_16S 
strain 167 16S ri 
Proteobacteria; G 
172854 Bacteria_16S 
strain I-75 16S r 
Proteobacteria; G 
172854 Bacteria_16S 


Bacteria; 


strain DO 14784 1 


Proteobacteria; G 
172854 Bacteria_16S 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 


strain ATCC 33433 


Proteobacteria; G 
172854 Bacteria_16S 
peptidolytica str 
peptidolytica Bacteria; 
Pseudoalteromonas. 
172854 Bacteria_16S 
strain OK-1 16S r 
Proteobacteria; G 
172854 Bacteria_16S 


strain KMM 1406 1 


Proteobacteria; G 
172854 Bacteria_16S 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 11122 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
172854 Bacteria_16S 
ATCC 35469 16S ribosomal 
Proteobacteria; 
172854 Bacteria_16S 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsi 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 


fever group. 


172854 Bacteria_16S 
strain YB1 16S ribosomal 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibr 
172854 Bacteria_16S 
strain JT7304 16S ribosomal RNA, partial sequence 


Proteob 
172854 Bacteria_16S 


16S 844493 844538 64 


16S 853325 853366 62 


Proteobacteria; 


16S 902030 902075 64 


Proteobacteria; 


16S 903538 903583 64 
925297 925338 62 


926851 926892 62 
Proteobacteria; 


937561 937606 64 


965435 965480 64 


967019 967064 64 


986827 986872 64 


988407 988452 64 


989987 990032 64 


991558 991603 64 


1003797 1003842 64 


1005322 1005367 64 
Proteobacteria; 


1009808 1009853 64 


1066180 1066225 64 


1111263 1111308 64 


1118796 1118841 64 


1129396 1129441 65 


1135409 1135454 64 


1152108 1152153 64 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


Rickettsiales; 


RNA, partial sequence 


109 gi 


103 gi 


109 


gi 


109 gi 


D13 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionellales; 


103 gi 


103 gi 


109 


gi 


109 gi 


is strain DV 16S ribosomal RNA, partia 
Proteobacteria; 


9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 


ain F12-50-Al 16S ribosomal RNA, parti 


109 gi 


Rheinheimera. 
109 gi|265678301|ref|NR_028602.1 
Moritellaceae; Moritella. 
109 gi|228716249|ref|NR_027549.1 
1118333 11198 
acteriales; Enterobacteriac 
110 gi|253680770|ref|NR_028018.1 


109 gi 


109 gi 


s 


Ric 


265678483 


16S ribosomal RNA, partial sequence 844000 84550 
ammaproteobacteria; Enterobacteriales; 


265678477 


in Mb1Pa 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


265678443 


ain ALJD 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


265678442 


265678428 


924822 92631 


265678427 


in LSv54 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


265678420 


KMM 162 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


265678401 


6S ribosomal RNA, partial sequence 991068 99256 
ammaproteobacteria; Enterobacteriales; 


1009316 10108 
hewanellaceae; 


265678333 


6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


253680766 


1134932 11363 


253680755 


Enterobac 


Desul 


Chro: 


90307 
Legione 


Desulfoba 


Alteromonada 


1 sequence 


kettsiaceae; R 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


852834 854357 
fobacterales; Desulfobacteraceae; 


901557 903021 
matiales; 


926361 927852 
cterales; Desulfobulbaceae; 


937095 938588 
Pseudoalteromonadaceae; 


964933 966480 
Vibrionaceae; 


52 Rheinheimera 


NR_028786.1 


NR_028780.1 


NR_028745.1 


NR_028744.1 


llaceae; 
NR_028730.1 


aceae; Desul 
NR_028729.1 


NR_028722.1 
les; 


NR_028703.1 


Gammaproteobacteria; Vibrionales; 
109 gi|265678400|ref|NR_028702.1 
966531 96793 
Halomonadaceae; Halomonas. 
109 gi|265678386|ref|NR_028688.1 
986336 987865 Citrob 
Enterobacteriac 
109 gi| 265678385 |ref|NR_028687.1 
987916 98944 
Enterobacteriaceae; Citro 
109 gi|265678384|ref|NR_028686.1 
989496 99101 
Enterobacteriaceae; Citro 
109 gi| 265678383 |ref|NR_028685.1 
Enterobacteriaceae; Citro 
109 gi| 265678375 |ref|NR_028677.1 
1003352 1004810 Kluyve 
Enterobacteriaceae; Kluyv 
109 gi|265678374|ref|NR_028676.1 
al sequence 1004861 100630 
Gammaproteobacteria; Alteromonadales; Pse 
109 gi|265678371|ref|NR_028673.1 


Shewanella. 
NR_028635.1 


a rickettsii 
ickettsieae; 


NR_028014.1 


oO. 


ref 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


teriaceae; Samsonia. 


Desulforegula 
Desulforegula 


Thioalkalivibrio 
Thioalkalivibrio 


Ectothiorhodospiraceae; 


Legionella gresilensis 


2 904507 Legionella gresilensis 
Legionella. 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 
Desulfobacter 


fofaba. 
Desulfotalea 
Desulfotalea 


Pseudoalteromonas 
Pseudoalteromonas 


Salinivibrio costicola 
Salinivibrio costicola 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 

8 Pseudoalteromonas 
udoalteromonadaceae; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Rheinheimera pacifica 


pacifica Bacteria; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
ionaceae; Vibri 


NR_028003.1 


Psychromonas kaikoae 


1151622 1153067 Psychromonas kaikoae Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 


172854 Bacteria_16S 1153525 1153570 64 109 gi|253680754|ref|NR_028002.1 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
172854 Bacteria_16S 1174877 1174922 64 109 gi| 228718578 |ref|NR_027574.1 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 11758 

Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

172854 Bacteria_16S 1185370 1185415 64 109 gi|228716090|ref|NR_027546.1 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
172854 Bacteria_16S 1186881 1186926 64 109 gi|228716058|ref|NR_027545.1 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
172854 Bacteria_16S 1188392 1188437 64 109 gi|228716012|ref|NR_027544.1 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
172854 Bacteria_16S 1189903 1189948 64 109 gi| 228715942 |ref|NR_027543.1 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
172854 Bacteria_16S 1211188 1211233 64 109 gi|224581438|ref|NR_027220.1 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 121215 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
Halomonas. 

172854 Bacteria_16S 1212665 1212710 64 109 gi|224581437|ref|NR_027219.1 


strain Althfl 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


172854 Bacteria_16S 
strain R-4079 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
172854 Bacteria_16S 
strain R-4069 16S 
G 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


ganghwensis strai 


ganghwensis Bacte 
172854 Bacteria_16S 
hydrocarbonoclast 
hydrocarbonoclast 


Marinobacter. 


172854 Bacteria_16S 
DSM 9799 16S ribo 
G 


Proteobacteria; 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


172854 Bacteria_16S 
turnerae strain T 
Proteob 


Bacteria; 
Teredinibacter. 


172854 Bacteria_16S 


strain 08145 16S 
Proteobacteria; 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


172854 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; 


strain M1063U/93 
Proteobacteria; 


G 


G 


G 


1227695 1227740 64 


1229231 1229276 64 


1257854 1257899 64 


1275824 1275869 64 


1277314 1277359 64 


Proteobacteria; 
1292379 1292424 64 


ria; 


icus Bacteria; 


1342754 1342799 64 


1354985 1355030 64 


costicola Bacteria; 


1377626 1377671 64 


1382052 1382097 64 


1403011 1403056 64 


1412007 1412052 64 


1430444 1430489 64 


1442803 1442848 64 


109 


109 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
172854 Bacteria_16S 
strain A431 16S r 
G 
172854 Bacteria_16S 
sarecensis strain 
Proteob 
172854 Bacteria_16S 
n JC2041 16S ribosomal RNA, partial se 
Gammaproteobacter 


109 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


109 


109 


109 


109 


109 


109 


109 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
172854 Bacteria_16S 


109 


109 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
172854 Bacteria_16S 


109 


109 


gi 


gi 


gi 


1257400 12588 


gi 


LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 


gi 


gi 


icus strain VT8 16S ribosomal RNA, par 


Proteobacteria; Gammapr 


gi 


somal RNA, partial sequence 1342254 1343799 Ferri: 
ammaproteobacteria; Alteromonadales; F 
172854 Bacteria_16S 
strain ATCC 33508 16S ribosomal RNA, p 
Proteobacteria; 


gi 


gi 


7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


gi 


1381574 13830 


I 
gi 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


gi 


gi 


16S ribosomal RNA, partial sequence 1429972 14314 
ammaproteobacteria; Pasteurellales; Pa 
172854 Bacteria_16S 


gi 


strain M2000/95/1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 


1212209 12136 


1227244 12287 


1228770 12302 


Ga 


1411537 14130 


Halomonad 
219878281 


seudomonad 
219878280 


seudomonad 
219856813 


onaceae; V 
219846179 
ce 12753 
irillales; 
219846127 
quence 

ia; Altero 
228716433 
tial seque 
oteobacter 


228721107 


errimonada 
228720264 
artial seq 
mmaproteob 


228717562 
ce 13771 
nadales; A 


228717104 
diomarinac 
219857444 

14026 
nadales; P 


224581450 


seudoalter 
224581435 


steurellac 
224581426 


acea 
ref 


e; Halomonas 
NR_025420.1 


acea 
ref 


e; Cellvibri 
NR_025419.1 


acea 
ref 


e; Cellvibri 
NR_024632.1 


ibrio. 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025717.1 
1276861 127826 
monadales; Colwe 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


ref 
mona 
ceae 
ref 
uenc 
acte 


NR_027602.1 
s balearica 
; Ferrimonas 
NR_027590.1 
e 135446 
ria; Vibrion 


ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 
ref|NR_027560.1 
eae; Idiomarina. 
ref|NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 
ref |NR_027234.1 


omon 
ref 


adaceae; Alg 
NR_027217.1 


Phocoenobac 
NR_027207.1 


eae; 
ref 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Halomonas 

8 Halomonas 

Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Thalassomonas 

8 Thalassomonas 
lliaceae; Thalassomonas. 
Marinobacter 

4 1293412 Marinobacter 
les; Alteromonadaceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 
Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Teredinibacter 
nibacter turnerae T7901 


enera incertae sedis; 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Actinobacillus scotiae 


1442329 1443825 Actinobacillus scotiae 


172854 Bacteria_16S 


strain SK-1T 16S 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


phosphitoxidans s 


phosphitoxidans B 


Desulfotignum. 


172854 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; 


strain KMM 227 16 
Proteobacteria; 


strain ATCC 29914 
Proteobacteria; 


smithia st 
smithia Ba 


subsp. 
subsp. 


172854 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


172854 Bacteria_16S 


strain IBS S6874 
Proteobacteria; 


CAIM 629 16S ribo 
Gammaproteobacter 


172854 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


172854 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


172854 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


172854 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


172854 Bacteria_16S 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibri 


Gammaproteobacter 


172854 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


172854 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


172854 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


172854 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


172854 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


G 
172854 Bacteria_16S 
bryozoorum strain 
Proteob 
172854 Bacteria_16S 
strain SW32 16S r 
G 
172854 Bacteria_16S 
strain 8025 16S r 
G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 
somal RNA, partial sequence 1657325 1658829 Vibri 


1459235 1459280 64 109 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1462340 1462385 64 109 gi 

50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1483627 1483672 64 109 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1512130 1512175 64 109 gi 
ibosomal RNA, partial sequence 


gi 
E 
en 


na 


H 


224581413 
1458766 14602 


224581411 


nterobac 


ce 14618 
dales; 


Alter 
219857506 
1483159 14846 
alomonad 
219878127 
1511717 15130 


ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_027192.1| Marinobacter 

62 1463368 Marinobacter bryozoorum 
omonadaceae; Marinobacter. 
ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 
aceae; Kushneria 
ref|NR_025266.1| Histophilus somni 
77 Histophilus somni Bacteria; 


ammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 

1516625 1516678 47 100 gi|219873435|ref|NR_025194.1| Desulfotignum 
train FiPS3 16S ribosomal RNA, partial sequence 1516159 1517596 Desulfotignum 
acteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

1545621 1545666 64 109 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

1547135 1547180 64 109 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

1553062 1553107 64 109 gi|219857220|ref|NR_024848.1| Providencia stuartii 

16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

1570968 1571013 64 109 gi| 219878156 |ref|NR_025295.1| Aeromonas salmonicida 
rain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
cteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

1633451 1633496 64 109 gi|219878454|ref|NR_025593.1| Oceanisphaera 
DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 
a; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 

1645661 1645706 64 109 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

1657805 1657850 64 109 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1659360 1659405 64 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1667040 1667085 64 109 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671645 1671690 64 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1691311 1691356 64 109 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


on 


E 


E 


1 
ri 


1699076 1699121 64 109 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


219878435 
1658880 16603 


219878430 


219878427 


1671187 16725 


219878413 


219878408 


aceae; G 


16665 
nterobac 
nterobac 


sequence 
a; Pseud 


o fortis Bacteria; Proteobacteria; 
ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 
rimontia. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Escherichia. 
ref|NR_025566.1| Enterobacter cowanii 
48 Enterobacter cowanii Bacteria; 
teriaceae; Enterobacter. 
ref|NR_025552.1| Cellvibrio 

1690867 1692335 Cellvibrio 


omonadales; Pseudomonadaceae; 


Escherichia albertii 
ichia albertii Bacteria; 


ref 
© po 


NR_025547.1 
meroyi Bacte 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


1708256 1708301 64 109 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

1741740 1741785 64 109 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
SM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 

m. 

1753929 1753974 64 109 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
n KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

1755488 1755533 64 109 gi| 219878369 |ref|NR_025508.1| Halomonas halocynthiae 
6S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1757059 1757104 64 109 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
ibosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

1766031 1766076 64 109 gi|219878360|ref|NR_025499.1| Alkalilimnicola 


172854 Bacteria_16S 


halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 


172854 Bacteria_16S 
strain LMG 20362 


172854 Bacteria_16S 
strain : 


172854 Bacteria_16S 


R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


172854 Bacteria_16S 


1776510 1776555 64 


1784055 1784100 64 


1791618 1791663 64 


1793092 1793137 64 


109 


16S ribosomal RNA, partial sequence 1776030 17774 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


109 


LMG 20969 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


109 


109 


LMG 19999 16S ribosomal RNA, partial sequence 


172854 Bacteria_16S 


15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


172854 Bacteria_16S 
strain LMG 20546 


172854 Bacteria_16S 
strain LMG 20536 


172854 Bacteria_16S 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
stellipolaris Bacteria; 


Alteromonas. 
172854 Bacteria_16S 
strain ME102 16S 


172854 Bacteria_16S 


israelensis strain Bal 16S ribosomal RNA, partial sequence 


Bacteria; 
172854 Bacteria_16S 
canadensis strain 


Chromohalobacter. 
172854 Bacteria_16S 


1794647 1794692 64 


1796132 1796177 64 


1797686 1797731 64 


1860210 1860255 64 
Proteobacteria; 


1861751 1861796 64 


1863258 1863303 64 


1864840 1864885 64 


1875462 1875507 64 


109 


109 


16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


109 


16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


109 


Gammaproteobacteria; Alte 


109 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphila 


109 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


109 


ATCC 43984 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; 


109 


strain HK85 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


172854 Bacteria_16S 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
172854 Bacteria_16S 


1904480 1904525 64 


1928749 1928794 64 


109 


109 


strain 2674 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


172854 Bacteria_16S 


1930285 1930330 64 


109 


strain 2693 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


172854 Bacteria_16S 


strain 95Al 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


172854 Bacteria_16S 


1962146 1962191 64 
complete 


1966722 1966767 64 


109 
sequence 


109 


strain BM5 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


172854 Bacteria_16S 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


172854 Bacteria_16S 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial 
proteamaculans Bacteria; 


Serratia. 
172854 Bacteria_16S 
strain DSM 30063 


172854 Bacteria_16S 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 19938 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


172854 Bacteria_16S 


strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 19954 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


172854 Bacteria_16S 


1988220 1988265 64 


1989768 1989813 64 
Proteobacteria; 


1991316 1991361 64 


1992859 1992904 64 


1994407 1994452 64 


1995942 1995987 64 


109 


109 


Gammaproteobacteria; 


109 


16S ribosomal RNA, partial sequence 1990842 19923 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


109 


109 


109 


1791138 1792572 Vibri 


1794167 1795601 Vibri 


gi|219878352 


219878347 
17835 


gi 


gi|219878341 


gi|219878340 
1792623 17941 


gi| 219878339 


gi|219878338 
gi|219878337 


219878294 
sequenc 


gi 


gi|219878293 
1861284 18627 


219878292 
18627 


gi 


gi|219878291 


Oceanos 


gi|219878284 
1874987 18764 


219878260 
19040 
Chro: 
gi|219878242 
1928261 19297 


gi 


gi| 219878241 
1929813 19313 


gi|219878220 
1961654 19631 


gi|219878217 
1966261 19677 


gi|219878203 


219878202 
sequenc 
Ent 


gi 


gi|219878201 


gi|219878200 


gi|219878199 


ref|NR_025491.1 


ref |NR_025486.1 


ref |NR_025479.1 


ref |NR_025478.1 
o xuii Bacteria; 


ref|NR_025477.1 


ref |NR_025476.1 


ref|NR_025433.1 
e 1859752 186123 
romonadales; 
ref|NR_025432.1 


ceae; Oleiphilus 
ref |NR_025431.1 


Halomonadaceae; 
ref |NR_025430.1 

1864353 186588 
pirillales; Halo 
ref |NR_025423.1 
eae; Haemophilus 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025381.1 


Moritella. 
NR_025380.1 


ae; 
ref 


Moritella. 
NR_025359.1 


ae; 
ref 


Pasteurella 
NR_025356.1 


eae; 
ref 


Thiocapsa. 
ref |NR_025342.1 


teriaceae; 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 
Serra 
ref |NR_025339.1 
Serra 
ref |NR_025338.1 


Serra 


gi|219878198 


o chagasii Bacteria; 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Halomonas muralis 


87 1785079 Halomonas muralis Bacteria; 
Halomonas. 
ref|NR_025480.1| Vibrio chagasii strain 


Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Alteromonas 
3 Alteromonas 


Alteromonadaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chromohalobacter 


71 1864302 Chromohalobacter israelensis 


Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 


ref |NR_025337.1 


Rahnella aquatilis 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahnella. 


172854 Bacteria_ 
strain DSM 30118 
Proteobacteria; 

172854 Bacteria_ 


DSM 5563 16S ribo 
Gammaproteobacter 


172854 Bacteria_ 


proteus strain 42 
Proteob 


Bacteria; 
172854 Bacteria_ 
strain 81H-380. 
Proteobacteria; 
172854 Bacteria_ 


strain Eb 13/82 1 
G 


Proteobacteria; 
172854 Bacteria_ 


strain $3/2-161 1 
G 


Proteobacteria; 
172854 Bacteria_ 


strain S1/1-984 1 


Proteobacteria; 
172854 Bacteria_ 


ferragutiae strai 
ferragutiae Bacte 


Buttiauxella. 
172854 Bacteria_ 


strain $1/6-571 1 
G 


Proteobacteria; 
172854 Bacteria_ 


strain DSM 176 16 
G 


Proteobacteria; 
172854 Bacteria_ 


strain LMG 317541 
G 


Proteobacteria; 
172854 Bacteria_ 


carotovorum subsp 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriales 


172854 Bacteria_ 


strain DSM 169 16 
G 


Proteobacteria; 
172854 Bacteria_ 


roseopersicina st 
roseopersicina Ba 


172854 Bacteria_ 
strain SW-47 16S 
Proteobacteria; 

172854 Bacteria_ 
elongatus strain 


elongatus Bacteri 


Microbulbifer. 


172854 Bacteria_16S 
DSM 4568 16S ribo 
Gammaproteobacter 
172854 Bacteria_16S 
microaerophila st 
microaerophila Ba 


Thioalkalispira. 


172854 Bacteria_16S 
salipaludis strai 
Proteob 
172854 Bacteria_16S 


Bacteria; 
strain YIM 90001 
strain NCIMB 8634 
Proteobacteria; 


strain K9951 16S 
Proteobacteria; 


ATCC 43380 16S ri 


G 


1 
G 


G 


G 


G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


16S 1997487 1997532 64 109 


gi 
ammaproteobacteria; Enterobacteriales; 
16S 1999026 1999071 64 109 gi 
ia; 
16S 


Enterobacteriales; Enterobacteriac 
2000560 2000605 64 109 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 

16S 2002096 2002141 64 109 gi 


ammaproteobacteria; Enterobacteriales; 
16S 2003628 2003673 64 109 gi 


ammaproteobacteria; Enterobacteriales; 
16S 2024693 2024738 64 109 gi 
S ribosomal RNA, 
16S 2026251 2026296 64 109 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
16S 2027694 2027739 64 109 gi 
odoriferum strain LMG 17566 16S ribo 


; Enterobacteriaceae; 
16S 


Pectobacterium. 
2029229 2029274 64 109 gi 
S ribosomal RNA, partial sequence 


16S 2061500 2061545 64 109 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
16S 2101134 2101179 64 109 gi 
ribosomal RNA, partial sequence 
ammapro 
16S 2116363 2116408 64 
DSM 681 
a; 


1 


109 gi 
0 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria 


’ 


2120897 2120942 64 109 


gi 
ia; Enterobacteriales; Enterobacteriac 

2127010 2127055 64 109 gi 
rain ALEN 1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2137536 2137581 64 
n SM-1 
acteria 


109 gi 
16S ribosomal RNA, partial sequ 
; Gammaproteobacteria; Alteromo 
2149613 2149670 46 103 gi 


cteridae; Actinomycetales; Pseu 
2170836 2170881 64 109 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2187501 2187546 64 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2239004 2239049 64 109 gi 
bosomal RNA, partial sequence 


219878197 
16S ribosomal RNA, partial sequence 1997016 19 
E 


ct 
219878194 
6S ribosomal RNA, partial sequence 2001636 20 
E 
219878193 
6S ribosomal RNA, partial sequence 2003168 20 


E 
219878179 
complete sequence 2024259 20 
ammaproteobacteria; Chromatiales; Chroma 
219878178 


omonada' 
219878177 
somal RNA, 


219878176 
2028754 20 
ammaproteobacteria; Chromatiales; Chroma 
219878149 


te. 
219878121 
2100672 21021 
teobacteria; Alteromonadales; Alt 
219857657 
qu 


219857654 
somal RNA, partial sequence 2120505 2121907 Cedec 
ea 
219857650 


te 


219857643 
en 
na 
219857 
16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinoba 
172854 Bacteria_16S 


do 
219857 


se 
219857 
2187032 21885 
io 


985 
ntero 


e; Pr 


20 
erial 


000 


es; 


031 


nterobac 


046 


nterobac 


257 
tiaceae; 


20257 


301 
tiaceae; 
seque 
ria; 


nce 
Chr 


eromonad 


ence 
Alteromo 


e; Cedec 
equence 
ria; Chr 


ce 21370 
dales; A 
635 


nocardin 
621 
21703 
udomonad 
607 


nellacea 


219857573 
2238534 2239994 Yersinia rohdei Bacteria; 


bac 
219878196 
somal RNA, partial sequence 1998561 2000045 Pr 
ea 


agi 
agi 
219878195 


cea 


ref|NR_025336.1 
teri 
ref 
a fo 
a. 

ref 


aceae; Prot 
NR_025335.1 
ntium Bacte 


NR_025334.1 


Ent 
ref 


erobacteria 
NR_025333.1 


teri 
ref 


aceae; Lemi 
NR_025332.1 


teriaceae; Butti 
ref|NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref|NR_025316.1 
partial sequenc 


ref|NR_025315.1 
Chromatium. 
ref|NR_025288.1 
2061023 206241 
omatiales; 
ref |NR_025260.1 


acea 
ref 


e; Alteromon 
NR_025246.1 
115900 211739 
nadales; 


is} 


ref 
ead 
ea. 
ref |NR_025239.1 

2126557 212798 
omatiales; Ectot 


NR_025243.1 
avisae Bacte 


ref |NR_025232.1 
73 2138564 Microb 
1lteromonadaceae; 
ref|NR_025224.1 
eae; Pseudonocar 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025196.1 


e; Legionella. 


r 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
e 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 
c 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
n 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

16S 2005173 2005218 64 109 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 
6S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

16S 2006719 2006764 64 109 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
6S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

16S 2008263 2008308 64 109 gi|219878190|ref|NR_025329.1| Buttiauxella 

n DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 

ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

16S 2009822 2009867 64 109 gi| 219878189 |ref|NR_025328.1| Buttiauxella brennerae 
6S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 


auxella. 
Isochromatium buderi 
buderi Bacteria; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Lamprocystis 
5 Lamprocystis 


Chromatiaceae; Lamprocystis. 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Cellvibrio fulvus 
brio fulvus Bacteria; 
O°. 

Legionella busanensis 


07 Legionella busanensis Bacteria; 


ref |NR_025161.1 


Yersinia rohdei strain 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


172854 Bacteria_16S 
NCTC 5923 16S rib 
Proteobacteria; G 
172854 Bacteria_16S 
strain ATCC 33638 
Bacteria; Proteob 
172854 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 
Yersinia. 
172854 Bacteria_16S 
strain Pl 16S rib 
Proteobacteria; D 
172854 Bacteria_16S 
ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 
172854 Bacteria_16S 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas. 
172854 Bacteria_16S 
buryatense strain 
Bacteria; Proteob 
172854 Bacteria_16S 
strain A45 16S ri 
Proteobacteria; G 
172854 Bacteria_16S 
thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 
172854 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 
172854 Bacteria_16S 
strain L2-TR 16S 
Proteobacteria; G 
172854 Bacteria_16S 
lutaoensis strain 
Bacteria; Proteob 
172854 Bacteria_16S 
strain ATCC49733 
Proteobacteria; G 
172854 Bacteria_16S 
strain YKJ-16 16S 
Proteobacteria; G 
172854 Bacteria_16S 
strain GB6 16S ri 
Proteobacteria; G 
172854 Bacteria_16S 
paradoxus strain 
Bacteria; Proteob 
172854 Bacteria_16S 
strain CCUG 30811 
Bacteria; Proteob 
172854 Bacteria_16S 
maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas 
172854 Bacteria_16S 
subsp. pectinolyt 
salmonicida subsp. 
Aeromonadaceae; 
172854 Bacteria_16S 
strain ATCC 33531 
Bacteria; Proteob 
172854 Bacteria_16S 


eria; 


ria; 


nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 


Bacteria; Proteob 
172854 Bacteria_16S 


versutus strain AL2 16S ribosomal RNA, partial sequence 


teria; 


acteria; 


2240515 2240560 64 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2242026 2242071 64 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


2243537 2243582 64 


s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; 


Proteobacteria; 


2268211 2268252 62 


osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


2271258 2271303 64 


KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


2272730 2272775 64 


ain KMM 3549 16S ribosomal RNA, partia 
Gammaproteobact 


Proteobacteria; 


2277376 2277421 64 


5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 


2283462 2283507 64 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 


2286445 2286490 64 


train ARh 2 16S ribosomal RNA, partial 
Gammaproteoba 


Proteobacteria; 


2290926 2290971 64 


in NCIMB2033 16S ribosomal RNA, partia 


Proteobacteria; Gammap 


2298434 2298479 64 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


2302894 2302939 64 


T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


2363535 2363580 64 


16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pa 


2390811 2390856 64 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


2427442 2427487 64 


bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 


2441036 2441081 64 


ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 


2445613 2445658 64 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


2447120 2447165 64 


n KMM636 16S ribosomal RNA, partial se 
Gammaproteobacter 


Proteobacteria; 


2456252 2456297 64 


ica strain 34mel 16S ribosomal RNA, pa 
pectinolytica Bacteria; Proteobacter 
Aeromonas. 


2462220 2462265 64 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


2469891 2469936 64 


2471396 2471441 64 


109 gi|219857572 
2240045 22415 
Enterobac 
219857571 


22415 


109 gi 


cteriales; 

109 gi| 219857570 
partial s 
Gammaproteobacteria; 
103 gi| 219857554 
2267708 22692 


Desulfoba 
219857552 
ence 22707 
nadales; P 


109 gi 


109 219857551 
1 sequence 


eria; Alte 


gi 


109 219857548 
e 22768 
occales; M 
gi| 219857544 
2282981 22844 
ethylococc 
219857541 
sequence 
cteria; Ch 


gi 


109 


109 gi 


109 219857538 
1 sequence 


ria; Alter 


gi 
roteobacte 
109 gi| 219857531 
2297982 22993 

Idiomarinac 
gi| 219857528 
ence 23024 
nadales; A 
219857485 


109 


109 gi 
steurellac 
gi|219857466 
2390343 23918 
Halomonad 
gi|219857439 
2427049 24283 
omonadacea 
219857426 
ce 24405 
ales; Ecto 
219857422 
24451 
nadales; A 
219857421 
quence 

ia; Altero 


109 


109 


109 gi 


109 gi 


109 gi 


, 


109 219857413 
rtial sequ 


ia; Gammap 


gi 


v 


109 219857408 
24617 
cteriales; 
219857403 
ce 24694 


ales; Ecto 


gi 


109 gi 


ref |NR_025160.1 


teri 
ref 


aceae; 
NR_025159.1 


Ent 
ref 
eque 
Ent 


NR_025158.1 
nce 224306 


ref|NR_025142.1 
cteraceae; 
ref|NR_025140.1 
90 2272278 Pseud 
seudoalteromona 


romonadales 
ref|NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025132.1 
79 Methylobacter 
aceae; Methylob 
NR_025129.1 
28738 
Ect 


6 
adales; u 


ref|NR_025119.1 


eae; Idiomarina. 
ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref|NR_025073.1 


eae. 
ref|NR_025054.1 
acea 
ref 


e; Halomona 
NR_025027.1 


e; Oceanimonas. 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_025010.1 
48 2446624 Alishe 
1lteromonadaceae; 
ref|NR_025009.1 
2446675 244812 
monadales; Pseud 


ref 
ence 
rote 


NR_025001.1 
245578 
obacteria; A 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 


109 gi|219857402 


ref|NR_024990.1 


56 2243016 Yersin 
erobacteriac 


erobacterial 


Oo 


d 


a 


fo} 


Yersinia pestis strain 


05 Yersinia pestis Bacteria; 
Yersi 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 
Desul 


fofaba. 

Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Pseudoalteromonas 

4 Pseudoalteromonas 
oalteromonadaceae; 


Aeromonas salmonicida 
3 2457213 Aeromonas 
eromonadales; 


Raoultella planticola 
ella planticola 

eae; Raoultella. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thioalkalivibrio 


2470921 2472353 Thioalkalivibrio versutus 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


172854 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


172854 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; 


beliardensis stra 
beliardensis Bact 


172854 Bacteria_16S 


strain DSM 12769 
Proteobacteria; 


ATCC 700122 16S r 
Actinobacteria; C 


172854 Bacteria_16S 


strain DSM 43194 


G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


2472898 2472939 62 103 
bosomal RNA, partial sequence 
eltaproteobacteria; 


gi 


Syntrophobacterale 
2501390 2501435 64 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2502896 2502941 64 109 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2505955 2506000 64 109 gi 


ammaproteobacteria; Chromatiales; Ecto 
2519577 2519634 46 103 gi 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; 
2610825 2610882 46 103 


Cori 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


172854 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; 


strain CDC 0876-5 
Bacteria; Proteob 


172854 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


172854 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


172854 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


172854 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


172854 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


172854 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


172854 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


172854 Bacteria_16S 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 


Proteobacteria; G 


172854 Bacteria_16S 


G 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


2620198 2620243 64 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2635327 2635372 64 109 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2636891 2636936 64 109 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2638471 2638516 64 109 gi 
eria; 


Proteobacteria; Gammaproteobacte 


2762947 2762992 64 109 gi 
acteria; Gammaproteobacteria; Enteroba 
2764463 2764508 64 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2765979 2766024 64 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2781151 2781196 64 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 
2782617 2782662 64 109 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2855470 2855515 64 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2863185 2863230 64 109 gi 


Thi 
gi 


ammaproteobacteria; Pseudomonadales; P 
2866268 2866313 64 109 gi 


stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria 
Marinobacterium. 


172854 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 


phaeum strain PB 
Firmicutes; Clost 


172854 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


172854 Bacteria_16S 


strain IFO 15467 
Proteobacteria; 


japonicum strain 
japonicum Bacteri 


172854 Bacteria_16S 


strain JCM1240 16 


; Proteobacteria; Gammaproteobacteria; 


2883505 2883558 47 100 gi 
Thermoa 


gi 


ridia; Thermoanaerobacterales; 
2892478 2892523 64 109 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


2930469 2930514 64 109 gi 


2931974 2932019 64 109 gi 
ATCC 19191 16S ribosomal RNA, partial 

a; Proteobacteria; Gammaproteobacteria 
2947194 2947239 64 109 gi 
S ribosomal RNA, partial sequence 


2472404 24737 


16S ribosomal RNA, partial sequence 2505486 25069 


2519150 25206 


16S ribosomal RNA, partial sequence 2610373 26118 


in 130Z 16S ribosomal RNA, partial seque 


16S ribosomal RNA, partial sequence 2762542 27 


2763991 27 


2765507 27 


2780730 27 


2782197 27836 


2892009 28935 


16S ribosomal RNA, partial sequence 2930007 29314 
Gammaproteobacteria; Oceanospirillales; 
172854 Bacteria_16S 


219857401 


s; Syntrop 
219857381 
25009 
ionellacea 
219857380 
ar 
ria; Legio 
219857373 


e; 


thiorhodos 
219857364 


obacterine 
219857258 


donocardin 
219857252 
26197 
Enterobac 
219857234 
26348 
cteriales; 
219857233 
26364 
Enterobac 
219857232 
nce 

ria; Paste 
219857142 
639 
cteriales; 
219857141 
654 
Enterobac 
219857140 
669 
Enterobac 
219857129 
821 
otrichacea 
219857128 


e; 


otrichacea 
219856887 
28549 
Enterobac 
219856882 


e; 


seudomonad 
219856880 

equence 

Alteromon 


219856869 


naerobacte 
219856861 


onaceae; V 
219856836 


Oceanobac 
219856835 
sequence 

; Oceanosp 


219856825 


ref 
74 Smithella propionica Bacteria; 
hace 
ref 
08 2502354 Legio 


ref 
tial sequenc 
nell 
ref 
49 Alkalispirillum mobile Bacteria; 
pira 
ref 
14 Slackia exigua ATCC 700122 Bacteria; 
ae; 
ref 
91 Prauserella rugosa Bacteria; 
eae; 
ref 
36 2621149 Kluyve 
teri 
ref 
42 2636362 Citro 
Ent 
ref 
13 2637923 Citro 
teri 
ref 


urel 


ref 
40 Edwardsiella 
Ent 
ref 
56 Edwardsiella 
teri 
ref 
72 Edwardsiella 
teri 
ref 
46 Thiothrix flexilis Bacteria; 


ref 
12 Thiothrix disciformis Bacteria; 


ref 
85 2856506 Pseudo 
teri 
ref 
25 Pseudomonas halophila Bacteria; 
acea 
ref 


adal 


ref 
25 Thermacetogenium phaeum Bacteria; 
race 
ref 
02 Vibrio rumoiensis Bacteria; 
ibri 
ref 
58 Oceanobacter 
ter. 
ref 


iril 
ref 
2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


NR_024989.1 


ae; Smithell 
NR_024969.1 
n 
Legionella. 
NR_024968.1 
e 250240 
ales; Legion 
NR_024961.1 


ceae; Alkali 
NR_024952.1 


Coriobacteri 
NR_024889.1 


Pseudonocar 
NR_024883.1 


aceae; 
NR_024862.1 
b 
erobacteriac 
NR_024861.1 
b 
aceae; Citro 
NR_024860.1 
2637974 263946 
lales; Paste 


NR_024770.1 


erobacteriac 
NR_024769.1 


aceae; Edwar 
NR_024768.1 


aceae; Edwar 
NR_024757.1 


hiothrix. 
NR_024756.1 


Ak 


hiothrix. 
NR_024706.1 


T 


aceae. 
NR_024701.1 


e; Pseudomon 
NR_024699.1 
2865789 286730 
es; Alteromo 


NR_024688.1 


ae; Thermace 
NR_024680.1 


Oo. 
NR_024655.1 


NR_024654.1 
2931509 293296 
lales; Pseud 


Smithella propionica 


a. 
Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Alkalispirillum mobile 


spirillum. 
Slackia exigua strain 


aceae; Slackia. 
Prauserella rugosa 


diaceae; Prauserella. 
Kluyvera georgiana 
ra georgiana Bacteria; 


Kluyvera. 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Thiothrix flexilis 


Thiothrix disciformis 
Pseudomonas flectens 
monas flectens Bacteria; 
Pseudomonas halophila 
as. 
Marinobacterium 
5 Marinobacterium 
nadaceae; 
Thermacetogenium 
togenium. 


Vibrio rumoiensis 


Oceanobacter kriegii 


kriegii Bacteria; 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 
Serratia rubidaea 


NR_024644.1 


Serra 


tia. 


172854 Bacteria_16S 
strain JCM1235 
Proteobacteria; 
172854 Bacteria 
strain JCM1237 
Proteobacteria; 
172854 Bacteria 
strain JCM1234 
Proteobacteria; 
172854 Bacteria_16S 2953171 2953216 64 109 

strain JCM6051 16S ribosomal RNA, partial sequence 


2948684 2948729 64 109 
16S ribosomal RNA, partial sequence 


_ 16S 2950172 2950217 64 109 
16S ribosomal RNA, partial sequence 


_ 16S 2951673 2951718 64 109 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


cloacae complex. 


172854 Bacteria_16S 2966743 2966788 64 109 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


172854 Bacteria_16S 2989658 2989703 64 109 


strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 29906 


Proteobacteria; 
172854 Bacteria_16S 
strain LS-13 16S 
Proteobacteria; 

172854 Bacteria_16S 
strain 441-1 16S 
Proteobacteria; 

172854 Bacteria_16S 


2991193 2991238 64 109 
ribosomal RNA, partial sequence 


2992685 2992730 64 109 
ribosomal RNA, partial sequence 


3056524 3056569 64 109 


dextrinosolvens strain 0554 16S ribosomal RNA, partial 


dextrinosolvens Bacteria; 
Succinivibrio. 
172854 Bacteria_16S 


Proteobacteria; 


3058060 3058105 64 109 


amylolytica strain DSM 2873 16S ribosomal RNA, partial 


amylolytica Bacteria; 
Succinimonas. 
172854 Bacteria_16S 3072948 3072993 64 109 
strain 4-87 16S ribosomal RNA, partial sequence 
Proteobacteria; 
172854 Bacteria_16S 


Proteobacteria; 


3095569 3095614 64 109 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 30950 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Bacteria; 
172854 Bacteria_16S 
antarctica strain 


3116601 3116646 64 109 


Psychromonas. 
172854 Bacteria_16S 
pedioforme strain 


3149637 3149682 64 109 


172854 Bacteria_16S 
strain CE2203 16S 
Proteobacteria; 
172854 Bacteria_16S 3227147 3227192 64 

CECT 4600 16S ribosomal RNA, partial sequence 
Proteobacteria; 
172854 Bacteria_16S 
strain LLAP12 16S 
Bacteria; 
172854 Bacteria_16S 3267818 3267863 64 

strain L2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
172854 Bacteria_16S 
strain ATCC 13313 
Proteobacteria; 
172854 Bacteria_16S 
strain ATCC 29903 
Proteobacteria; 
172854 Bacteria_16S 


3172520 3172565 64 109 
ribosomal RNA, partial sequence 


109 
3266400 3266445 64 109 
ribosomal RNA, partial sequence 


109 
3270924 3270969 64 109 
3272462 3272507 64 109 


3299856 3299901 64 109 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


sulfidovorans Bacteria; 
Methylophaga. 
172854 Bacteria_16S 


Proteobacteria; 


3319615 3319660 64 109 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Legionellales; Legionellacea 


Gammaproteobacteria; Ae 


Gammaproteobacteria; 


Gammaproteobacteria; Oceanospirillales; 


star-1 16S ribosomal RNA, partial sequence 


antarctica Bacteria; Proteobacteria; Gammaproteobacteria; 


DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; 


Gammaproteobacteria; Chromatiales; Chromatiaceae; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Proteobacteria; Gammaproteobacteria; Legionellales; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


gi|219856824 
2948221 29496 
Enterobac 
gi| 219856823 
2949709 29511 
Enterobac 
gi| 219856822 
2951208 29526 
Enterobac 
gi|219856821 
2952708 29541 
Enterobac 
gi|219846946 
Enterobac 


gi| 219846930 


gi| 219846929 
2990709 29921 


Gammaproteobacteria; Legionellales; Legionellaceae; 


gi|219846928 
2992209 29936 


219846884 
sequence 


gi 


219846883 
sequence 
Aeromo 


gi 


gi|219846873 
3072467 30738 
Balneatri 
gi| 219846858 
Suc 
gi|219846844 


Alterom 


gi|219846822 
Chromat 
gi|219846806 
3172065 31735 


gi| 219846769 
3226672 32281 
Vv 
gi| 219846743 
3265947 32672 
Leg 
gi| 219846742 
3267345 32688 


219846740 
32704 


gi 


219846739 
32719 


gi 


gi| 219846721 


219846706 


Enterobacteriaceae; 


Enterobacteriaceae; 


Thiotrichales; 


ref |NR_024643.1 
teriaceae; 
ref |NR_024642.1 


teriaceae; 
ref|NR_024641.1 


teriaceae; 
ref|NR_024640.1 


teriaceae; 


ref|NR_026538.1 
teriaceae; 
ref|NR_026522.1 


Legionella. 
ref|NR_026521.1 
58 Fluoribacter 
Fluoribacter. 
ref |NR_026520.1 


e; Legionella. 
ref |NR_026476.1 

3056079 305754 
romonadales; Suc 


ref|NR_026475.1 

3057592 305905 
nadales; Succini 
ref|NR_026465.1 
x 
ref|NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026436.1 

3116131 311762 
onadales; Psychr 


ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
ref |NR_026398.1 


ref |NR_026361.1 
ibrio. 
ref |NR_026335.1 


ionellaceae; Leg 
ref |NR_026334.1 


Legionella. 
ref |NR_026332.1 
47 3271933 Shigel 
Shige 
ref |NR_026331.1 
84 3273471 Shigel 
Shige 
NR_026313.1 
3299393 330087 
Pisci 


ref|NR_026298.1 


gi 


pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


Enterobacter aerogenes 


58 Enterobacter aerogenes Bacteria; 
Enterobacter. 


Enterobacter amnigenus 


57 Enterobacter amnigenus Bacteria; 
Enterobacter. 


Enterobacter gergoviae 


57 Enterobacter gergoviae Bacteria; 
Enterobacter. 


Enterobacter asburiae 


29 Enterobacter asburiae Bacteria; 
Enterobacter; 


Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 
Dickeya. 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 
Gammaproteobacteria; Legionellales; Legionellaceae; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Succinimonas 
3 Succinimonas 


vibrionaceae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Ruminobacter 

bacter amylophilus 

; Ruminobacter. 
Psychromonas 

9 Psychromonas 

omonadaceae; 


Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 
Gammaproteobacteria; Legionellales; Legionellaceae; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lia. 

Methylophaga 

9 Methylophaga 
rickettsiaceae; 


Halomonas 


3319157 332063 


3 Halomonas 


172854 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


172854 Bacteria_16S 
n ATCC 17056 16S ribosomal RNA, partial 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


172854 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


172854 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


172854 Bacteria_16S 
29570 16S ribosomal RNA, partial sequence 34194 
acteria; Gammaproteobacteria; Alteromonadales; P 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


172854 Bacteria_16S 
in NCIMB 8614 16S ribosomal RNA, partial 


nigrifaciens stra 
nigrifaciens Bact 


Pseudoalteromonas. 
172854 Bacteria_16S 
ain NCIMB 1893 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; Alte 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


172854 Bacteria_16S 
rain ATCC 12662 16S ribosomal RNA, partial seque 
Pseudoalteromonas ca 


carrageenovora st 


Pseudoalteromonad 


172854 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
; Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria 
Pseudoalteromonas 


172854 Bacteria_16S 
IAM 12927 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 
Pseudoalteromonas. 
172854 Bacteria_16S 


atlantica strain 
atlantica Bacteri 


strain Milford 74 
Proteobacteria; G 


172854 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; 


3353057 3353102 64 


3385214 3385259 64 
ria; Proteobacteria; 


3386687 3386732 64 


3388199 3388244 64 


3419879 3419924 64 


3421357 3421402 64 


eria; Proteobacteria; 


3422841 3422886 64 


teria; Proteobacteria; 


3424324 3424369 64 


aceae; Pseudoalteromonas. 
3425801 3425846 64 


3427283 3427328 64 


3557803 3557848 64 


3559283 3559328 64 


3560798 3560843 64 


109 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


109 


109 


109 


109 


109 


109 


109 


109 


109 


109 


109 


109 


strain 717 16S ribosomal RNA, partial sequence 


Proteobacteria; 


nigripulchritudo 
nigripulchritudo 


80 16S ribosomal 


strain ATCC 14048 
Proteobacteria; 


3562319 3562364 64 


Proteobacteria; 
3563804 3563849 64 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
172854 Bacteria_16S 


3565284 3565329 64 


3566790 3566835 64 


109 


Gammaproteobacteria; V 


109 


3563299 3564734 Vibri 


109 


109 


strain NS 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain ATCC 35912 
Bacteria; 


strain WO-44C 16S 
Proteobacteria; 


3568296 3568341 64 


3575860 3575905 64 


3586484 3586529 64 


109 


109 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
172854 Bacteria_16S 


109 


strain JB13 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain : CIP 7430 
Proteobacteria; 


3612423 3612468 64 


3633439 3633484 64 


109 


109 


gi 


3352589 33540 
Halomonadaceae; 


gi 


Gammaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


gi 


16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


gi 


gi 


Gammaproteobacteria; 


gi 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
172854 Bacteria_16S 


gi 


3560299 35617 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
172854 Bacteria_16S 
strain 164 16S ribosomal RNA, partial 
Bacteria; 
172854 Bacteria_16S 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
172854 Bacteria_16S 


gi 


3566301 35677 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
172854 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
172854 Bacteria_16S 


gi 


3575389 35768 


gi 


3585997 35874 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
172854 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 
172854 Bacteria_16S 


gi 


219846682 


219846659 
sequence 
Oceano 


219846658 
33862 


219846653 


219846631 


219846630 
sequenc 
Alter 


219846629 


219846628 


219846627 


Alteromon 


219846626 


Alteromo 


219846537 

35572 
Vv 
219846536 

35587 
Vv 
219846535 


Vv 
219846534 
sequence 


219846533 


219846532 

35647 
Vv 
219846531 


Vv 
219846530 
35678 


219846525 


219846518 


219846497 
36119 


Halomonadaceae; 


Vibrionaceae; 


omonadaceae; 


ref|NR_026274.1 
Halomonas 
ref|NR_026251.1 

3384746 338616 
spirillales; Hal 


ref |NR_026250.1 
19 3387691 Halomo 
Halomonas 
ref|NR_026245.1 
Rhabdochromatiu 
ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref 
nce 


NR_026220.1 
342386 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref |NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


ibrio. 
ref|NR_026126.1 

3561815 356324 
ibrionales; Vibr 
ref|NR_026125.1 
o nereis Bacteri 


ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref|NR_026123.1 


ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
Vibrio. 


ref|NR_026117.1 


ref|NR_026110.1 
56 Methylomonas 


ref|NR_026089.1 
33 3613434 Aeromo 
Aeromonas. 


219846483 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 

Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 


1lteromonadaceae; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 

8 Vibrio 

ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Methylomonas fodinarum 


fodinarum Bacteria; 


Aeromonas bestiarum 


nas bestiarum Bacteria; 


ref|NR_026075.1 


Anaerobiospirillum 


succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 


succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Anaerobiospirillum. 


172854 Bacteria_16S 


strain IC079 16S 
Proteobacteria; 


strain ATCC 15712 
Bacteria; 


strain HK 204 16S 
Proteobacteria; 


strain EN 101 16S 


G 
172854 Bacteria_16S 


Proteob 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


3660998 3661043 64 109 
ribosomal RNA, partial sequence 


gi 


3667125 3667170 64 109 gi 
16S ribosomal RNA, partial sequence 


3668630 3668675 64 109 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670137 3670182 64 109 gi 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


172854 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


172854 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


172854 Bacteria_16S 


strain 1846 16S 
Proteobacteria; 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 


172854 Bacteria_16S 


G 
172854 Bacteria_16S 


3671644 3671689 64 109 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673153 3673198 64 109 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


3674658 3674703 64 109 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3679322 3679367 65 110 gi 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 

3692881 3692926 64 


gi 


109 gi 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


172854 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; 


porcinus strain N 
Bacteria; Proteob 


172854 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


strain A089 16S r 
Proteobacteria; G 


172854 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


172854 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


172854 Bacteria_16S 


strain RB 16S rib 


Proteobacteria; Alphaproteobacteria; Rickettsiales; 


fever group. 


172854 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


172854 Bacteria_16S 


allosaccharophila 
allosaccharophila 
Aeromonas. 


172854 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


172854 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


G 
172854 Bacteria_16S 


acteria; Gammaproteobacteria; Methyloc 
3694408 3694453 64 109 gi 


ammaproteobacteria; Pasteurellales; Pa 
3695845 3695890 64 109 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3698853 3698901 61 109 gi 
1105 16S ribosomal RNA, partial seque 


3749335 3749380 64 109 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3771942 3771989 62 109 gi 
train H2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Deltaproteoba 


gi 


3773416 3773463 62 109 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3781042 3781087 65 110 gi 
osomal RNA, partial sequence 
Ric 


3797603 3797648 64 109 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3812817 3812862 64 109 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


gi 


3823566 3823611 64 109 gi 
strain 536 16S ribosomal RNA, complete 
Bacteria; Proteobacteria; Gammaproteob 


3825096 3825141 64 109 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pasteure 


172854 Bacteria_16S 


hominis strain 65 


3828142 3828187 64 109 gi 
73 16S ribosomal RNA, partial sequence 


3660516 36619 
ammaproteobacteria; Alteromonadales; Alt 


acteria; Gammaproteobacteria; Enteroba 


3668184 36696 


3669690 36711 


3674212 36756 


6S ribosomal RNA, partial sequence 3693916 36953 


acteria; Deltaproteobacteria; Desulfov 
172854 Bacteria_16S 
3748871 37503 


3780594 37820 


3797117 37986 


219846464] ref |NR_026056.1 
eromonad 
219846459 
36666 
cteriales; 
219846458 


aceae; Glaciecol 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026049.1 


teri 
ref 


Enterobac 
219846457 


aceae; Erwin 
NR_026048.1 


Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 
219846454] ref |NR_026045.1 
Enterobac 
219846451 
quence 
eria; 


teriaceae; Panto 
ref |NR_026042.1 

3678896 368032 
Rickettsiales; Ricke 
219846442 
36924 
occales; M 
219846441 


ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026032.1 
steurellac 
219846439 
ce 36953 
llales; Pa 
219846437 
nce 36983 
ibrionales 
219846401 


eae. 
ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref |NR_025992.1 


ibrio. 
ref|NR_025974.1 

3771473 377289 
sulfuromonadales 


onaceae; V 
219846383 
quence 
cteria; De 
219846382 |ref|NR_025973.1 
ence 3772941 3774411 Desulf 
omonadales; Desulfuromonad 
219846376|ref|NR_025967.1 


ke ickettsieae; 


ttsiaceae; R 


219846364] ref |NR_025955.1 
iace 
ref 
uenc 


Aero. 


ciricketts 
219846354 
artial seq 
bacteria; 


ae; Cyclocla 
NR_025945.1 
e 381232 
monadales; A 


219846347 
sequence 
acteria; 


ref |NR_025938.1 
3823071 382454 


Pasteurellales; P 


219846346 
38245 


ref |NR_025937.1 
98 3826078 Avibac 
llales; Pasteurellaceae; 


Succinivibrionaceae; 


Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Brenneria salicis 

ria salicis ATCC 15712 

eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Geobacter 
0 Geobacter 
Geobacteraceae; 


v 


Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 

Aeromonas 
7 3813828 Aeromonas 
eromonadaceae; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Cardiobacterium 


219846344|ref|NR_025934.1 
3827653 3829122 Cardio 


bacterium hominis 


Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 


172854 Bacteria_ 
strain C-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


172854 Bacteria_ 
strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; 


172854 Bacteria_ 
rhipicephali stra 
rhipicephali Bact 
spott 
172854 Bacteria_ 
strain ATCC VR-61 
Proteob 


Rickettsia; 


Bacteria; 


spotted fever gro 
172854 Bacteria_ 


strain Mtul 16S 
Proteobacteria; 
fever group. 


172854 Bacteria_ 
strain Gl 16S rib 


16S 3835512 3835557 64 109 gi 
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219846338|ref|NR_025928.1| Halomonas halodurans 
3835060 3836533 Halomonas halodurans Bacteria; 

Halomonadaceae; Halomonas. 

219846337|ref|NR_025927.1| Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 3846186 3846231 65 110 gi|219846331|ref|NR_025921.1| Rickettsia 
in 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
eria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
ed fever group. 
16S 3847676 3847721 65 110 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
1 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 
acteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
up. 
16S 3849166 3849211 65 110 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
16S 3913377 3913422 64 109 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
osomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

172854 Bacteria_16S 3934679 3934724 65 110 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

172854 Bacteria_16S 3983203 3983248 64 109 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

172854 Bacteria_16S 4002516 4002561 64 109 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

172854 Bacteria_16S 4005529 4005574 64 109 gi|219846221|ref|NR_025811.1| Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

172854 Bacteria_16S 4008546 4008591 64 109 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

172854 Bacteria_16S 4010080 4010125 64 109 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

172854 Bacteria_16S 4017558 4017603 64 109 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 

172854 Bacteria_16S 4019100 4019145 64 109 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

172854 Bacteria_16S 4020646 4020691 64 109 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

172854 Bacteria_16S 4044952 4044997 64 109 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

172854 Bacteria_16S 4046483 4046528 64 109 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172854 Bacteria_16S 4048026 4048067 59 100 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

172854 Bacteria_16S 4052415 4052460 64 109 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

172854 Bacteria_16S 4056892 4056937 64 109 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

172854 Bacteria_16S 4078115 4078168 47 100 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

172854 Bacteria_16S 4094887 4094928 62 103 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 


strain P2 16S ribosomal RNA, partial sequence 


4094388 4095793 Desulfofaba fastidiosa Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 


172854 Bacteria_16S 4103708 4103753 64 109 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172854 Bacteria_16S 4123544 4123589 64 109 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

172854 Bacteria_16S 4128070 4128115 64 109 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

172854 Bacteria_16S 4129559 4129604 64 109 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

172854 Bacteria_16S 4154276 4154337 43 104 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

172854 Bacteria_16S 4169620 4169665 64 109 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

172854 Bacteria_16S 4186471 4186516 64 109 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172854 Bacteria_16S 4191080 4191125 64 109 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

172854 Bacteria_16S 4195602 4195647 64 109 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
172854 Bacteria_16S 4206063 4206108 64 109 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

172854 Bacteria_16S 4207544 4207597 47 100 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

172854 Bacteria_16S 4213682 4213727 64 109 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

172854 Bacteria_16S 4215236 4215281 64 109 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

172854 Bacteria_16S 4234916 4234961 64 109 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

172854 Bacteria_16S 4245422 4245467 64 109 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

172854 Bacteria_16S 435 491 47 103 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence L 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

172854 Bacteria_16S 4996 5052 47 103 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

172854 Bacteria_16S 6458 6514 47 103 gi| 265679059 |ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

172854 Bacteria_16S 7915 7971 47 103 gi| 265679058 |ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

172854 Bacteria_16S 18544 18588 65 109 gi| 265679051 |ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

172854 Bacteria_16S 24723 24779 47 103 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 


methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


172854 Bacteria_16S 26195 26251 47 103 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 62556 62612 47 103 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
172854 Bacteria_16S 74713) 74753 «65 105 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

172854 Bacteria_16S 76088 76128 65 105 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

172854 Bacteria_16S 132447 132491 65 109 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

172854 Bacteria_16S 155204 155260 47 103 gi| 265678959 |ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 161300 161356 47 103 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 165937 165993 47 103 gi| 265678952 |ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 181018 181074 47 103 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 197828 197884 47 103 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 207248 207304 47 103 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 208801 208857 47 103 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 210354 210410 47 103 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 260546 260602 47 103 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
172854 Bacteria_16S 272637 272693 47 103 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

172854 Bacteria_16S 275739 275783 65 109 gi| 265678876 |ref|NR_029182.1| Helicobacter bilis 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

172854 Bacteria_16S 293987 294027 65 105 gi|265678864|ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

172854 Bacteria_16S 295513 295557 65 109 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
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172854 Bacteria_16S 


Acetobacte 
265678551 


742578 74395 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172854 Bacteria_16S 


Rhodospiri 
265678536 
nce 76438 
nellaceae; 
265678520 


787469 78896 


ciricketts 
265678516 

79361 
biaceae; R 
265678512 


799765 80123 


cteriaceae 
265678501 
nce 81658 
bacteroida 
265678471 


860647 86213 


donocardin 
265678468 
sequence 
cteria; Ca 


265678439 


907717 90916 


Erythrobac 
265678435 
RNA, part 


ref|NR_029046.1| Inquilinus limosus 

9 Inquilinus limosus Bacteria; 

llaceae; Inquilinus. 

ref|NR_029000.1| Arcicella aquatica 

7 Arcicella aquatica Bacteria; 

eae; Arcicella. 

ref |NR_028983.1 
560822 562307 

ospirillales; Ac 


Roseomonas 
Roseomonas 
etobacteraceae; 


ref|NR_028980.1 
565378 566823 
iales; Flavobact 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref |NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref |NR_028901.1 
678955 680426 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 
eae; Aminobacter. 
ref|NR_028857.1| Roseomonas mucosa 
7 Roseomonas mucosa Bacteria; 
raceae; Roseomonas. 
ref |NR_028855.1| Rhodocista pekingensis 
0 Rhodocista pekingensis Bacteria; 
llaceae; Rhodocista. 
ref|NR_028840.1| Mitsuokella 
5 765927 Mitsuokella jalaludinii 
Mitsuokella. 
ref |NR_028824.1 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 

Chryseobacterium 
obacterium defluvii 
seobacterium. 

Methylocapsa 
ocapsa acidiphila 
hylocapsa. 

Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Ochrobactrum tritici 
tritici Bacteria; 


v 


Ochrobactrum 
Ochrobactrum 


Methylophaga alcalica 

2 Methylophaga alcalica Bacteria; 

iaceae; Methylophaga. 

ref|NR_028819.1| Rhizobium loessense 

1 794989 Rhizobium loessense Bacteria; 

hizobium/Agrobacterium group; Rhizobium. 

ref|NR_028815.1| Kaistella koreensis 

6 Kaistella koreensis Bacteria; 

; Kaistella. 

ref |NR_028804.1 

1 817998 Seleni 

ceae; Selenihala 

ref|NR_028774.1 

0 Amycolatopsis 

eae; Pseudonocar 

ref|NR_028771.1 
865186 866674 


mpylobacterales; 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 
Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Sulfurospirillum 
Sulfurospirillum 

Campy lobacteraceae; 


ref |NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028737.1 
ial sequence 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


172854 Bacteria_16S 


Pseudonocardineae; Actinosynnemataceae 


; Actinosy 


940654 940698 65 109 gi 


265678418 


nnema. 
ref |NR_028720.1 


Chitinophaga pinensis 


strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 


Bacteroidetes; Sp 


hingobacteria; 


Sphingobacteriales; Chitinophagaceae; Chitinophaga. 


172854 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


172854 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


172854 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


172854 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


172854 Bacteria_16S 


strain SH22623 16 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


172854 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


172854 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


172854 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


172854 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


172854 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


172854 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


172854 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


172854 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


971565 971609 65 109 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
974673 974717 65 109 gi 

bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
976144 976188 65 109 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
979083 979127 65 109 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1025042 1025098 47 103 

S ribosomal RNA, partial sequence 


Sap 
gi 


Sap 
gi 


Sap 
gi 


1054026 1054070 65 109 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 
1070615 1070671 47 103 gi 
lphaproteobacteria; Rhodospirillales; 

1073551 1073595 65 109 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1079436 1079492 47 103 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

1093159 1093215 47 103 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1094606 1094662 47 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1096046 1096102 47 103 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1127885 1127929 65 
B9YA Se 
ia; Pro 


109 gi 
ymour 16S ribosomal RNA, partia 
teobacteria; Epsilonproteobacte 


1140032 1140076 65 109 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


172854 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


172854 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


172854 Bacteria_16S 


DSM 14365 16S rib 
Bacteria; Proteob 


172854 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


172854 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


172854 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


172854 Bacteria_16S 


AT1047 16S riboso 
Flavobacteria; Fl 


172854 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


1164208 1164264 47 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1180898 1180954 47 103 gi 
ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1209693 1209737 65 109 gi 
osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1232246 1232302 47 103 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1238339 1238395 47 103 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1239855 1239911 47 103 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1272969 1273013 65 109 gi 
mal RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
1274391 1274435 65 109 


103 gi 


Sej 


974224 97564 


975693 97713 


978631 98004 


1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
172854 Bacteria_16S 


16S ribosomal RNA, partial sequence 1070184 10716 


1079018 10804 


1163739 11652 


1180467 11819 


1209193 12106 


1272544 1273908 Sejon 


265678396 
97110 
obacterale 
265678394 


rospiracea 
265678393 


rospiracea 
265678391 


rospiracea 
265678361 


biaceae; R 
265678341 
uence 
teria; Cam 
265678330 


Rhodospiri 
265678328 
ence 10731 
onadales; 

265678323 


Acetobacte 
265678314 
quence 
eria; Rhod 
265678313 
10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


253680771 
1 sequence 
ria; Campy 


253680763 
quence 
ia; Salini 


228720667 


nellaceae; 
228717635 


Victivall 
228715350 


ales; Nann 
219878271 
quence 
cteria; Rh 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219846220 


ongia. 
219846219 


gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


ref|NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref|NR_028696.1 


ewinella. 
NR_028695.1 


e; Li 
ref 


ewinella. 
NR_028693.1 


e; Li 
ref 


ewinella. 
NR_028663.1 


e; Li 
ref 


hizobium/Agrobac 
ref |NR_028643.1 

1053566 105500 
pylobacterales; 
ref |NR_028632.1 
llaceae; Tistrel 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028625.1 
race Acetoba 
ref 


ae; 


irillales 


ref|NR_028615.1 
43 1095577 Aceto 
Acetobacteracea 


pirillales; 


ref|NR_028019.1 
1127427 112890 
lobacterales; He 


ref|NR_028011.1 

1139586 114102 
sphaerales; Sali 
ref|NR_027596.1 


Mit 
ref 


suokella. 
NR_027565.1 


is. 
ref|NR_027522.1 
ocystineae; Hali 
ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref |NR_025810.1 
gia jeonii Bacte 


ref 


Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 
Lewinella persicus 


2 Lewinella persicus Bacteria; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Sulfurimonas 

2 Sulfurimonas 

Helicobacteraceae; 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


’ 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Salinisphaera 
5 Salinisphaera 


nisphaeraceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 

Sejongia jeonii strain 

ria; Bacteroidetes; 


NR_025809.1 


Sejongia. 


Sejongia antarctica 


1273959 1275312 Sejongia antarctica Bacteria; 
Flavobacteriaceae; 


172854 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; 


Magnetospirillum. 


172854 Bacteria_16S 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 135441 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirilla 
Gluconacetobacter. 

172854 Bacteria_16S 1380511 1380567 47 103 gi|228717274|ref|NR_027561.1 
silvestris strain BL2 16S ribosomal RNA, partial sequence 1380115 1381523 Methyl 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Met 
172854 Bacteria_16S 1396993 1397049 47 103 gi|228715764|ref|NR_027539.1 


nodulans strain O 


nodulans ORS 2060 
Methylobacterium. 


172854 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; 


cibinongensis Bac 
Acetobacter. 


172854 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


172854 Bacteria_16S 
doudoroffii strai 
doudoroffii Bacte 
172854 Bacteria_16S 


strain SO2 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
172854 Bacteria_16S 
strain SA35 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
172854 Bacteria_16S 


afermentans subsp 


Corynebacterium afermentans subsp. 


Actinomycetales; 


172854 Bacteria_16S 


strain USDA 9030 


Cc 
172854 Bacteria_16S 
gryphiswaldense s 
gryphiswaldense M 


D 
172854 Bacteria_16S 
cibinongensis str 


1289412 1289468 47 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; Cori 
1339577 1339633 47 103 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


103 gi 


1353351 1353407 47 103 gi 


RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


1404507 1404551 65 109 

ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1405966 1406022 47 103 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


oc 


1416528 1416584 47 103 gi 
16S ribosomal RNA, partial sequence 


219846501 
complete sequence 1289055 12904 
obacterine 
228721340 
sequence 
oteobacter 


228720330 


uence 
bacteria; 


219857153 
1404010 14055 


219857143 
quence 


eria; 


224581447 


ref|NR_026093.1 
ae; Coriobacteri 
ref|NR_027605.1 

1339181 134062 
ia; Rhodospirill 


ref|NR_027591.1 


1396599 13980 
Rhizobiales; Me 


3 
t 


ref |NR_024781.1 


; Haliangiaceae; 
ref|NR_024771.1 

1405568 140698 
ospirillales; Ac 


ystineae 


Rhod 


ref |NR_027229.1 


1416093 1417582 Saccha 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Magnetospirillum 

3 Magnetospirillum 

ales; Rhodospirillaceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Methylocella 

ocella silvestris BL2 

hylocella. 
Methylobacterium 

3 Methylobacterium 

hylobacteriaceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Acetobacter 

1 Acetobacter 

etobacteraceae; 


Saccharomonospora 
romonospora glauca 


acteria; Actinobacteridae; Actinomycet 


ales; Pseudonocardineae; 


1454907 1454947 69 109 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; 
1486634 1486690 47 103 
bosomal RNA, partial sequence 


gi 


1492685 1492741 47 103 
ibosomal RNA, partial sequence 


gi 


1500214 1500270 47 103 gi 
- afermentans strain CIP 103499 16S ri 
Corynebacterineae; Corynebacteriaceae; 
1503099 1503155 47 103 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


172854 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


172854 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


172854 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


172854 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


172854 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


172854 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


172854 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


172854 Bacteria_16S 


strain T4 16S rib 


1580018 1580074 47 103 gi 
CFNEI 156 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 

1581528 1581584 47 103 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1616752 1616796 65 109 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 
1618275 1618319 65 109 gi 
hingobacteria; Sphingobacteriales; Cyc 
1619798 1619842 65 109 gi 
n LMG 21971 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


1621321 1621365 65 109 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1624352 1624396 65 109 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1628825 1628881 47 103 gi 
osomal RNA, partial sequence 


gi 


Gammaproteobacter 


1486230 14876 
Rhizo 


1492298 14937 
Xanth 


16S ribosomal RNA, partial sequence 1502684 15041 


16S ribosomal RNA, partial sequence 1617815 16192 


1623889 16253 


224581417 
sequence 

ia; Aeromo 
219857235 


biaceae; R 
219846714 


obacterace 
219846622 
bosomal RN. 


Corynebac 
219846475 


biaceae; R 
219878491 
sequence 

a; Rhizobi 


219878490 
al sequenc 
ria; Rhodo 
219878465 
sequence 
phingobact 


219878464 


lobacteria 
219878463 
sequence 

phingobact 


219878462 
1 sequence 
Sphingobac 
219878460 


lobacteria 


A, 
afermentans Bacteria; Actinobacteria; 


vari 


ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_024863.1 


hizobium/Agrobac 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref|NR_026214.1 
complete sequ 


teri 
ref 


um. 
NR_026067.1 


hizobium/Agrobac 
ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


v 


ref |NR_025629.1 
e 1581111 158256 
us. 
ref |NR_025604.1 
1616292 161776 
eriales; Cycloba 


ref|NR_025603.1 
87 Algoriphagus 
ceae; Algoriphag 
ref|NR_025602.1 

1619338 162081 
eriales; Cycloba 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


ref|NR_025599.1 


ceae; 


219878457 


Pseudonocardiaceae; 
Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 
Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Xanthobacter agilis 


agilis Bacteria; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


Rhodovarius 
8 Rhodovarius 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 

0 Algoriphagus 

cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


; Belliella 
ref|NR_025596.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


Methylocella tundrae 


1628419 1629834 Methylocella tundrae Bacteria; 


172854 Bacteria_16S 


1647104 1647160 47 


103 


gi| 219878444 


ref|NR_025583.1] Stella vacuolata 


strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


172854 Bacteria_16S 


DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


172854 Bacteria_16S 


1648601 1648657 47 


1656239 1656295 47 


103 


103 


gi|219878443 
Stella. 


gi| 219878437 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 


gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; 


172854 Bacteria_16S 
lacusfryxellense 
lacusfryxellense 
172854 Bacteria_16S 
echinoides strain 


172854 Bacteria_16S 


Bacteria; 


1683726 1683782 47 


Firmicutes; 
1703676 1703732 47 


1706683 1706739 47 


103 


103 


103 


strain SH1 16S ribosomal RNA, partial sequence 


Firmicutes; 
172854 Bacteria_16S 


Clostridia; 


Clostridiales; 
1749317 1749373 47 


Clostridiaceae; 


103 


gi|219878419 


strain C/C-an/Bl 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
gi|219878405 


IMET 10491 16S ribosomal RNA, partial sequence 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


gi|219878403 


Acetobacteraceae; 


Rhizobiales; 


Rhizobiales; 


Stella. 
ref|NR_025582.1| Stella humosa strain 
Proteobacteria; 
ref|NR_025576.1] Ochrobactrum 


1655822 1657274 Ochrobactrum 
Brucellaceae; Ochrobactrum. 
NR_025558.1| Clostridium 

1683285 1684702 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_025544.1| Methylocystis 
1703281 1704687 Methylocystis 
Methylocystaceae; Methylocystis. 
NR_025542.1| Clostridium diolis 


ref 


ref 


1706248 1707730 Clostridium diolis Bacteria; 


gi|219878374 


Clostridium. 


ref|NR_025513.1] Acetobacter malorum 


strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


172854 Bacteria_16S 


1750809 1750865 47 


103 


gi|219878373 


Acetobacteraceae; 


Acetobacter. 
NR_025512.1| Acetobacter cerevisiae 


ref 


strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


172854 Bacteria_16S 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial 
myxococcoides Bacteria; Bacteroidetes; 


Sporocytophaga. 
172854 Bacteria_16S 


1817654 1817698 65 


1867889 1867945 47 


109 


103 


gi| 219878324 


gi|219878289 


asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 


asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Chelatococcus. 

172854 Bacteria_16S 
aerophilus strain 
aerophilus Bacteria; 
172854 Bacteria_16S 


Bacteroidetes; 


1905833 1905877 65 


1919545 1919589 65 


I/26Corl 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 


joostei Bacteria; 
172854 Bacteria_16S 


scophthalmum strain LMG 13028 16S ribosomal RNA, partial 
Flavobacteria; 


scophthalmum Bacteria; 
Chryseobacterium. 
172854 Bacteria_16S 
strain L1/68 16S 


172854 Bacteria_16S 


Bacteroidetes; 


1921053 1921097 65 
Bacteroidetes; 


1927180 1927224 65 


1939220 1939276 47 


Flavobacteria; 


109 gi| 219878259 
Sphingobacteriales; 

109 gi| 219878248 

Flavobacteriales; 

109 gi| 219878247 


109 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


103 


gi|219878243 
1926697 19282 


gi|219878235 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 


fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; 


Methylobacterium. 
172854 Bacteria_16S 


1969610 1969666 47 


103 


gi| 219878215 


doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 


doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Azospirillum. 
172854 Bacteria_16S 


jannaschiana strain ATCC 33883 16S ribosomal RNA, partial 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; 


172854 Bacteria_16S 


2012841 2012897 47 


2067504 2067560 47 


103 


103 


strain 58Eu 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


172854 Bacteria_16S 


strain IBS 506 16S ribosomal RNA, partial sequence 


2075159 2075215 47 


103 


219878187 
sequenc 


gi 
gi|219878145 
2067059 20685 


gi|219878139 
2074760 20762 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


172854 Bacteria_16S 


strain IBS 382 16S ribosomal RNA, partial sequence 


2084412 2084468 47 


103 


gi|219878133 
2084014 20854 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


172854 Bacteria_16S 


2098047 2098103 47 


103 


gi|219878123 


aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 


aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


Nitratireductor. 
172854 Bacteria_16S 


2113246 2113290 65 


109 


gi|219857659 


Acetobacteraceae; 


sequence 
Flavobacteriales; 


Rhodospirillales; 


Rhodobacterales; 


Rhizobiales; 


Acetobacter. 


ref |NR_025463.1|] Sporocytophaga 


sequence 1817180 1818667 Sporocytophaga 
Sphingobacteria; Sphingobacteriales; 


Flexibacteraceae; 


ref|NR_025428.1] Chelatococcus 
1867493 1868858 Chelatococcus 


Rhizobiales; Beijerinckiaceae; 


ref |NR_025398.1| Hymenobacter 
1905456 1906817 Hymenobacter 
Flexibacteraceae; Hymenobacter. 
ref|NR_025387.1| Chryseobacterium 
1919085 1920553 Chryseobacterium 
Flavobacteriaceae; Chryseobacterium. 
ref |NR_025386.1| Chryseobacterium 
1920604 1922061 Chryseobacterium 


Flavobacteriaceae; 


ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 
Ignatzschineria. 

ref|NR_025374.1| Methylobacterium 
1938810 1940249 Methylobacterium 


Rhizobiales; Methylobacteriaceae; 


ref|NR_025354.1| Azospirillum 
1969231 1970533 Azospirillum 
Rhodospirillaceae; 


ref|NR_025326.1| Hyphomonas 

e 2012455 2013864 Hyphomonas 
Hyphomonadaceae; Hyphomonas. 
ref|NR_025284.1| Thauera terpenica 

42 Thauera terpenica Bacteria; 


Thauera. 
ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 
Bartonella. 
ref|NR_025272.1| Bartonella alsatica 


53 Bartonella alsatica Bacteria; 
Bartonella. 
ref|NR_025262.1| Nitratireductor 
2097632 2099087 Nitratireductor 
Phyllobacteriaceae; 


ref|NR_025248.1|] Novosphingobium 


pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


Sphingomonadales; Sphingomonadaceae; 


172854 Bacteria_16S 2117856 2117900 65 109 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

172854 Bacteria_16S 2142024 2142068 65 109 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
172854 Bacteria_16S 2154041 2154097 47 103 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

172854 Bacteria_16S 2193541 2193581 70 110 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

172854 Bacteria_16S 2220755 2220811 47 103 gi| 219857585 |ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

172854 Bacteria_16S 2222164 2222220 47 103 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

172854 Bacteria_16S 2244972 2245028 47 103 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

172854 Bacteria_16S 2292469 2292513 65 109 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

172854 Bacteria_16S 2295428 2295484 47 103 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

172854 Bacteria_16S 2296894 2296950 47 103 gi|219857532|ref|NR_025120.1| Bartonella capreoli 


strain IBS 193 16 


Helicobacter. 


172854 Bacteria_16S 


limimaris strain 
Bacteria; 


strain IBS 325 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
172854 Bacteria_16S 2407537 2407581 65 109 gi| 219857455 |ref|NR_025043.1 
strain LMG11607 16S ribosomal RNA, partial sequence 2407067 24085 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 
172854 Bacteria_16S 2412171 2412215 65 109 gi|219857452|ref|NR_025040.1 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 241321 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Met 
Methylosarcina. 

172854 Bacteria_16S 2413737 2413781 65 109 gi|219857451|ref|NR_025039.1 


strain AML-C10 16 
Proteobacteria; 


kellyi strain BII 
Bacteria; Proteob 


172854 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


172854 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


172854 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


172854 Bacteria_16S 


hyointestinalis s 


Campylobacter hyointestinalis subsp. 


Campylobacterales 


172854 Bacteria_16S 


strain C-29 16S r 


172854 Bacteria_16S 


Proteob 
172854 Bacteria_16S 


G 
172854 Bacteria_16S 


S ribosomal RNA, partial sequence 


2331702 2331746 65 109 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


s 
ri 


2354308 2354356 61 109 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2395324 2395380 47 103 gi 
S ribosomal RNA, partial sequence 


ne 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2424530 2424574 65 109 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2434898 2434954 47 103 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2463671 2463727 47 103 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2508968 2509024 47 103 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 


; Proteobacteria; Alphaproteobacteria; 


et. 


al 


qu 
di 


s 
ia 


ue 
R 
2525638 2525682 65 109 gi 


ubsp. lawsonii strain CHY5 16S ribosomal 


; Campylobacteraceae; Campylobacter. 
2549331 2549387 47 103 gi 
ibosomal RNA, partial sequence 


, 


ne 


ne 
219857508 


ob 


2296489 22979 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
172854 Bacteria_16S 
canadensis strain 
canadensis Bacter 


llaceae; 


equence 
a; 


219857491 


e 23538 


2413261 24147 


hylococe 


219857442 


24240 
es; 


ence 


ales; Cl 


219857407 


equence 
les; 


nce 
hodospir 


219857360 


RNA, pa 


219857344 
2548929 25503 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


llaceae; 


2563164 2563208 65 109 gi 


219857335 


Campy 


acterale 
219857463 
2394935 23963 


Halo 
219857431 


Clo 
219857371 


Bartonella. 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_025051.1 


aceae; Methylosa 
ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref |NR_024959.1 

2508571 251001 
illales; Acetoba 


ref 
rtia 


NR_024948.1 
1 sequence 


ref|NR_024932.1 


Bartonella. 


31 Bartonella capreoli Bacteria; 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Desulfomonile 
omonile limimaris 
Desulfomonile. 
Bartonella birtlesii 


’ 


35 Bartonella birtlesii Bacteria; 


Riemerella columbina 


26 Riemerella columbina Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Clostridium 

3 Clostridium 
ostridium. 
Clostridium 

2 Clostridium 
stridium. 
Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


ref|NR_024923.1 


Helicobacter 


mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 


mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 


172854 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


172854 Bacteria_16S 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


172854 Bacteria_16S 


strain IM1 16S ri 


2569211 2569267 47 103 gi| 219857288 |ref|NR_024919.1| Clostridium 
ain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
2609255 2609311 47 103 gi|219857259|ref|NR_024890.1| Amycolatopsis 
n N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
2662556 2662612 47 103 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
bosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

172854 Bacteria_16S 2671566 2671610 65 109 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

172854 Bacteria_16S 2676137 2676193 47 103 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
strain Pd55 16S ribosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

172854 Bacteria_16S 2695422 2695478 47 103 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
172854 Bacteria_16S 2707705 2707749 65 109 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

172854 Bacteria_16S 2709112 2709168 47 103 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

172854 Bacteria_16S 2713513 2713557 65 109 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

172854 Bacteria_16S 2721152 2721196 65 109 gi|219857174|ref|NR_024802.1| Sulfurovum 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

172854 Bacteria_16S 2730343 2730387 65 109 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

172854 Bacteria_16S 2758549 2758593 65 109 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

172854 Bacteria_16S 2761475 2761531 47 103 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

172854 Bacteria_16S 2779685 2779729 65 109 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

172854 Bacteria_16S 2790225 2790281 47 103 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 


Bacteria; 


172854 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


172854 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


172854 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


172854 Bacteria_16S 
osomal RNA, partial sequence 


strain 71 16S rib 


Thermotogae; 


2824364 28257 


Thermotogales; Thermotogaceae; Thermotoga. 
2809716 2809772 47 103 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
ia; Rhodospirillales; Acetobacteraceae; Asaia. 
2811246 2811290 65 109 gi|219857109|ref|NR_024737.1| Tenacibaculum 
in MBIC4355 16S ribosomal RNA, partial sequence 2810779 2812222 Tenacibaculum 
eria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
2812740 2812784 65 109 gi|219857108|ref|NR_024736.1| Tenacibaculum 
MBIC1140 16S ribosomal RNA, partial sequence 2812273 2813716 Tenacibaculum 
ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
2824762 2824818 47 103 gi|219856907|ref|NR_024728.1| Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

172854 Bacteria_16S 3000333 3000389 47 103 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

172854 Bacteria_16S 3001900 3001956 47 103 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

172854 Bacteria_16S 3003414 3003470 47 103 gi|219846921|ref|NR_026513.1| Gluconacetobacter 


europaeus strain DES11 16S ribosomal RNA, partial sequence 


30029 


97 3004478 Gluconacetobacter europaeus 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


172854 Bacteria_16S 


3004925 3004981 47 


103 gi 


strain NCIMB 11126 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
3029018 3029074 47 
polyendosporus strain PS-1 16S ribosomal RNA, partial s 
Firmicutes; 


172854 Bacteria_16S 


polyendosporus Bacteria; 
172854 Bacteria_16S 


strain DS1 16S ribosomal RNA, partial sequence 
Clostridiales; 


Firmicutes; Clostridia; 
172854 Bacteria_16S 


sartagoforme Bacteria; 
172854 Bacteria_16S 


actinosclerus Bacteria; 
Hymenobacter. 
172854 Bacteria_16S 


172854 Bacteria_16S 
intermedius strain TF2 1 
Bacteria; Proteobacteria 
172854 Bacteria_16S 
arcachonense strain F1F6 
arcachonense Bacteria; P 
Sulfurospirillum. 
172854 Bacteria_16S 
mucifaciens strain DMMZ 

mucifaciens Bacteria; Ac 
Corynebacteriaceae; Cory 


3035128 3035184 47 


3036651 3036707 47 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial s 
Firmicutes; 
3065538 3065582 65 
actinosclerus strain 1187 16S ribosomal RNA, partial se 
Bacteroidetes; 


3071418 3071474 47 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methyloce 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
3118097 3118153 47 

6S ribosomal RNA, 


v 


3175542 3175598 47 
2278 16S ribosomal RNA, partial s 


103 gi 


Sphingobacteria; 


103 gi 


103 gi 


109 gi 


103 gi 


tinobacteria; Actinobacteridae; 
nebacterium. 


172854 Bacteria_16S 


Magnetospirillum. 
172854 Bacteria_16S 


Helicobacter. 
172854 Bacteria_16S 
strain NR-27 16S 
Bacteroidetes; 
172854 Bacteria_16S 
strain TagT2C 16S 


172854 Bacteria_16S 


Firmicutes; 
172854 Bacteria_16S 


Clostridia; 


Firmicutes; Clostridia; 
172854 Bacteria_16S 
strain DSM 10365 
Firmicutes; Clostridia; 
172854 Bacteria_16S 


172854 Bacteria_16S 
172854 Bacteria_16S 
172854 Bacteria_16S 


frateurii strain 


Gluconobacter. 
172854 Bacteria_16S 


Firmicutes; Clostridia; 
172854 Bacteria_16S 


3198517 3198573 47 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partia 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobact 


3211981 3212025 65 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacte 


3218101 3218145 65 
ribosomal RNA, partial sequence 
Sphingobacteria; 
3239355 3239411 47 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthob 
3248413 3248469 47 
strain WV6 16S ribosomal RNA, partial sequence 

Clostridiales; 
3273963 3274019 47 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 

Clostridiales; 
3286094 3286150 47 
16S ribosomal RNA, partial sequence 3285670 32871 

Clostridiales; 
3307544 3307600 47 
autotrophicus strain 7c 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiale 
3309006 3309062 47 
strain 301 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthob 
3311970 3312014 65 
strain BN6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
3418309 3418365 47 
IFO 3264 16S ribosomal RNA, partial sequ 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; 


3501084 3501140 47 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 

Clostridiales; 
3528458 3528514 47 


103 gi 


109 gi 


109 gi 


103 gi 


103 gi 
Clostridiaceae; 
103 gi 


Eubacteriaceae; 
103 gi 


Clostridiaceae; 
103 gi 


103 gi 


109 gi 


Sphingomonadales; 
103 gi 


103 gi 


Clostridiaceae; 
103 gi 


s 


cl 


Eu 


cl 


Sp 


eal 


219846920 
3004529 3005936 Methylosinus sporium Bacteria; 
locystaceae; Methylosinus. 
219846904 
equence 


quence 
219846874 


219846843 
complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Alphaproteobacteria; Rhodospirillales; 


3158940 3158984 65 219846816 


16S ribosomal RNA, partial sequence 
roteobacteria; Epsilonproteobacteria; 


219846804 
equence 3175122 317658 
Actinomycetal 
219846789 
1 sequence 3198121 319956 


219846780 a 
sequence 3211554 321297 


219846775 
3217640 32191 
Sphingobacteriales; Fla 


219846755 
3247999 32493 


219846738 
219846730 
219846716 


ce 3307157 3308568 Xantho 


219846715 
3308619 33100 


219846712 
3311548 33129 


219846632 


219846575 


ref 


ref 


phingobacter 


ref 


ref 


Acet 
ref 


w 


Campylo 


ref 


ref 
eria; Rhodos 
ref 
ria; Campylo 


ref 


ref 


acteraceae; 
ref 


ostridium. 
ref 


bacterium. 
ref 


ostridium. 
ref 


Xanthobac 
ref 


Ss; 
acteraceae; 
ref 
hingomonadac 
ref 
ence 
Rhodospirill 


ref 


ostridium. 


219846557 


3028583 303003 


3065078 306652 
Flexibacteraceae; 


158497 315992 


79 Xanthobacter 


30 Xanthobacter 


3417892 341936 


NR_026512.1 


NR_026496.1 


iales; 


NR_026466.1 
lla palustri 


NR_026435.1 


NR_026408.1 
bacterales; 
NR_026396.1 
es; 


NR_026381.1 


pirillales; 
NR_026372.1 
bacterales; 
NR_026367.1 


Thermonema. 
NR_026353.1 


Xanthobacter 
NR_026347.1 
NR_026330.1 


NR_026322.1 


NR_026308.1 


teraceae; Xa 
NR_026307.1 


Xanthobacter 
NR_026304.1 


eae; Sphingo 
NR_026224.1 
ales; Acetob 


NR_026167.1 


ref 


obacteraceae; 


Methylosinus sporium 


Anaerobacter 
8 Anaerobacter 


Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 
103 gi|219846899|ref|NR_026491.1| Clostridium disporicum 
3034695 3036166 Clostridium disporicum Bacteria; 
Clostridiaceae; Clostridium. 

103 gi|219846898|ref|NR_026490.1| Clostridium 

equence 3036217 3037686 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
109 gi|219846878|ref|NR_026470.1| Hymenobacter 


2 Hymenobacter 


Methylocella palustris 
s Bacteria; 


Gluconacetobacter 


Gluconacetobacter. 
Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Corynebacterium 
0 Corynebacterium 


Corynebacterineae; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Helicobacter 
4 Helicobacter 


Helicobacteraceae; 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 
mmeovirgaceae; 
219846761 
3238968 32403 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Gluconobacter 
7 Gluconobacter 
acteraceae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


NR_026149.1 


Clostridium quinii 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 


Firmicutes; Clostridia; 


Clostridiales; 


Clostridiaceae; 


cl 


ostridium. 


172854 Bacteria_ 


hansenii strain N 
hansenii Bacteria; 
Gluconacetobacter 


172854 Bacteria_ 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter. 


172854 Bacteria_ 
strain NCIB 8621, 
Bacteria; 


strain DSM 3503 1 


Bacteria; 


Roseococcus. 


172854 Bacteria_1 
pasteurianus stra 
pasteurianus Bact 


Acetobacter. 


172854 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; 


strain LMG 7837 1 


Sinorhizobium. 


172854 Bacteria_16S 


strain MIT 95-170 
Bacteria; 


strain Inkinen 16 
Proteobacteria; E 


172854 Bacteria_16S 
szegediense strai 
Proteob 
172854 Bacteria_16S 


Bacteria; 


strain VKM-14L 16 


strain LK6 16S ri 


strain H152 16S r 


strain CNS 2-75 1 


strain LRB 8581 1 
Proteobacteria; E 


172854 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


172854 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


172854 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


172854 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


172854 Bacteria_16S 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 


Proteob 
Acetobacter subge 
172854 Bacteria_1 


Clost 
172854 Bacteria_16S 


Proteob 
172854 Bacteria_16S 


16S 3553071 3553127 47 103 gi 
CIB 8746 16S ribosomal RNA, partial se 
; Proteobacteria; Alphaproteobacteria; 


16S 3554602 3554658 47 103 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1 


16S 3569730 3569786 47 103 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

6S 3574280 3574336 47 


103 gi 


6S 3577291 3577347 47 103 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
6S 3580223 3580279 47 103 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


1 


6S 3591087 3591143 47 103 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
3592615 3592671 47 103 gi 
ridia; Clostridiales; Clostridiaceae; 
3603390 3603446 47 103 gi 


3634961 3635005 65 109 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3647147 3647191 65 109 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3648695 3648739 65 109 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650234 3650278 65 109 gi 
S ribosomal RNA, partial sequence 


Ss; 


3651775 3651819 65 109 
bosomal RNA, complete sequence 


gi 


3656291 3656347 47 103 
ibosomal RNA, partial sequence 


gi 


3683715 3683771 47 103 gi 
11 
3697321 3697365 65 109 gi 
psilonproteobacteria; Campylobacterale 
3703395 3703439 65 109 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
3710872 3710928 47 103 gi 
I 16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 

3718331 3718375 65 109 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


S; 


ia 


la 


cl 


a; 


3719842 3719898 47 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 
3767420 3767468 61 109 gi 


103 gi 


cl 


219846541 
qu 
R 


219846540 
ri 


219846529 
equence 
rillales; 


219846526 
6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172854 Bacteria_1 
capsulatus strain 
Proteob 
172854 Bacteria_1 
thiosulfatophilus 
thiosulfatophilus 


Acetobacte 
219846524 
nc 
le 

219846522 


ba 


219846515 
s 
ri 


219846513 
6S ribosomal RNA, partial sequence 3592199 35936 
oni 
219846504 
6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
219846482 


ob 
219846473 
3646715 36481 


219846472 
nc 
oc 
219846471 
3649747 36512 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 
172854 Bacteria_16S 


et 
219846470 
3651286 36527 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 
172854 Bacteria_16S 


et. 
219846467 
3655877 36573 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
172854 Bacteria_16S 


bi 
219846448 
6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
172854 Bacteria_16S 219846438 


6S ribosomal RNA, partial sequence 3696887 36983 


219846434 


219846429 


219846424 
eq 


219846422 
3719395 37209 


219846386 


ence 
hodospiri 


sequence 
a; Rhodo 


Acetobacter 
ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026114.1 

3579840 358126 
Rhodospirillale 


35769 
Brady 


e 
S; 


sequence 
cteria; 


equence 


a; Rhodo illales 


ref |NR_026105.1 


ostridium. 
ref|NR_026096.1 
32 Sinorhizobium 
aceae; Sinorhizobium/Ens 
ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 


36345 
acterale 


Helicobacteraceae; Heli 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref |NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026059.1 


e 36482 
cales; M 


hylococec 


hylococec 


aceae; Rhizobium/Agrobac 
ref|NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref|NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_026020.1 
25 3711931 Clostr 
m. 
ref|NR_026015.1 
3717841 371934 
iales; Halothiob 


aceae; O 


Helicob 


1 sequen 
vobacter 


37104 
ostridiu 


uence 
Chromat 
ref|NR_026013.1 


ostridium. 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


v 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Blastobacter 
bacter capsulatus 
astobacter. 

Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 
Acetobacter 
8 Acetobacter 
tobacteraceae; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


55 Helicobacter salomonis Bacteria; 


cobacter. 
Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
idum. 

Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 

Riemerella 

0 Riemerella 

eriaceae; Riemerella. 
Clostridium septicum 
idium septicum Bacteria; 


Halothiobacillus 
4 Halothiobacillus 


acillaceae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


ref|NR_025977.1 
3766971 376838 


Desulfovibrio 
7 Desulfovibrio 


gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


172854 Bacteria_16S 3802075 3802119 65 109 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

172854 Bacteria_16S 3808127 3808171 65 109 gi| 219846357 |ref|NR_025948.1| Campylobacter 
helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
172854 Bacteria_16S 3815891 3815935 65 109 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

172854 Bacteria_16S 3817412 3817456 65 109 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 
172854 Bacteria_16S 3818935 3818979 65 109 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

172854 Bacteria_16S 3820466 3820510 65 109 gi|219846349|ref|NR_025940.1| Helicobacter 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

172854 Bacteria_16S 3821997 3822041 65 109 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

172854 Bacteria_16S 3826576 3826620 65 109 gi|219846345|ref|NR_025935.1| Helicobacter felis 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

172854 Bacteria_16S 3868892 3868936 65 109 gi| 219846316 |ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
172854 Bacteria_16S 3893625 3893681 47 103 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

172854 Bacteria_16S 3939023 3939079 47 103 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

172854 Bacteria_16S 3940478 3940534 47 103 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

172854 Bacteria_16S 3965760 3965804 65 109 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

172854 Bacteria_16S 3968758 3968814 47 103 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
172854 Bacteria_16S 3974603 3974647 65 109 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

172854 Bacteria_16S 3977492 3977548 47 103 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

172854 Bacteria_16S 3980155 3980211 47 103 gi|219846238|ref|NR_025828.1| Rhizobium galegae 


strain gal 1261 1 


6S ribosomal RNA, partial sequence 3979744 39812 


09 Rhizobium galegae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
172854 Bacteria_16S 3984705 3984749 65 109 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

172854 Bacteria_16S 3995059 3995103 65 109 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

172854 Bacteria_16S 3996550 3996594 65 109 gi| 219846227 |ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

172854 Bacteria_16S 3998044 3998088 65 109 gi|219846226|ref|NR_025816.1| Porphyrobacter 


donghaensis strain SW-132 16S ribosomal RNA, partial sequence 


donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 


Sphing 


3997630 3999069 Porphyrobacter 
omonadales; Erythrobacteraceae; 


172854 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


172854 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; Sp 


172854 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


172854 Bacteria_16S 


ornithinivorans s 
ornithinivorans B 
Algoriphagus. 


172854 Bacteria_16S 


halophilus strain 
halophilus Bacter 


172854 Bacteria_16S 


mannitolivorans s 
mannitolivorans B 
Algoriphagus. 


172854 Bacteria_16S 


strain A828 16S r 


4000966 4001010 65 109 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


4006990 4007034 65 109 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
4035921 4035965 65 109 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
4096291 4096335 65 109 gi 
train JC2052 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


gi 


4097777 4097821 65 109 gi 
JC2051 16S ribosomal RNA, partial seq 
ia; Bacteroidetes; Sphingobacteria; Sp 
4099233 4099277 65 109 gi 
train JC2050 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


4108250 4108306 47 103 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


172854 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; Sp 


172854 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


172854 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


172854 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


172854 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


172854 Bacteria_16S 


succinivorans str 
succinivorans Bac 


172854 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


172854 Bacteria_16S 


propionicum strai 


Bacteria; Firmicu 


172854 Bacteria_16S 


kaustophilus stra 
kaustophilus Bact 


172854 Bacteria_16S 


polysaccharolytic 


Thermoanaerobacte 


172854 Bacteria_16S 


proteoclasticum s 
proteoclasticum B 


172854 Bacteria_16S 


4236412 4236456 65 109 
ribosomal RNA, partial sequence 


gi 


219846224 
uence 
a; Sphingo: 


219846218 


4006528 40080 


lobacteria 
219846199 
ence 40355 
onadales; 

219846155 
1 sequence 
a; Sphingo 


219846154 
uence 
hingobacte 

219846153 
1 sequence 
a; Sphingo 


219846146 


4107869 41092 


nellaceae; 
219846044 


4235935 42373 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


ref|NR_025808.1 
03 Algoriphagus 
ceae; Algoriphag 
ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025745.1 

4095844 409726 
bacteriales; Cyc 


ref|NR_025744.1 

4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 

4098796 410017 
bacteriales; Cyc 
ref|NR_025736.1 
tonella. 
NR_025634.1 


Bar 
ref 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 
4239416 4239472 47 103 gi|219846042|ref|NR_025632.1| Methylobacterium 
GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
4240875 4240931 47 103 gi|219846041|ref|NR_025631.1| Methylobacterium 
GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
33889 33928 64 103 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
53594 53633 61 100 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
70104 70159 48 103 gi| 265679017 |ref|NR_029325.1| Schwartzia 
ain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
teria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 
77572 77611 61 100 gi|265679012|ref|NR_029320.1| Desulfospira 
in B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
152100 152139 64 103 gi| 265678961 |ref|NR_029269.1| Clostridium 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
219675 219717 61 103 gi|265678916|ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
269628 269671 60 103 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
um strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
271165 271204 64 103 gi| 265678879 |ref|NR_029185.1]| Clostridium 
train B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
292512 292551 64 103 gi|265678865|ref|NR_029171.1| Aggregatibacter 
tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


actinomycetemcomi 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


asteurellaceae; Aggregatibacter. 


172854 Bacteria_16S 351774 351813 64 103 gi| 265678823 |ref|NR_029128.1 
strain MB312 16S ribosomal RNA, partial sequence 351363 35277 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

172854 Bacteria_16S 353236 353275 64 103 gi| 265678821 |ref|NR_029126.1 
strain 941 16S ribosomal RNA, partial sequence 352821 35423 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
172854 Bacteria_16S 354695 354734 64 103 gi|265678820|ref|NR_029125.1 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


354284 355690 Rhodoplanes elegans Bacteria; 
Hyphomicrobiaceae; Rhodoplanes. 


172854 Bacteria_16S 
denitrificans strain DN34 16S ribosomal RNA, partial se 


denitrificans Bac 
Pseudovibrio. 


172854 Bacteria_16S 


strain AIP 354.02 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
172854 Bacteria_16S 


strain TF-27 16S 


strain HTCC2506 1 


strain PUPA-2 16S 
Tenericutes; Moll 


172854 Bacteria_16S 
atlanticus strain HTCC2559 16S ribosomal RNA, partial s 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flav 
172854 Bacteria_16S 


strain Wt/la 16S 


albertensis strai 


albertensis Bacteria; Proteobacteria; Gammaproteobacter 


Acidithiobacillus 


172854 Bacteria_16S 


371088 371127 64 103 gi 
teria; Proteobacteria; Alphaproteobact 


394048 394087 64 103 gi 
16S ribosomal RNA, partial sequence 


434268 434307 70 109 gi 
ribosomal RNA, partial sequence 


438907 438946 64 103 gi 


440440 440479 65 104 gi 
ribosomal RNA, partial sequence 
443499 443538 70 109 gi 


529192 529231 70 109 gi 
ribosomal RNA, partial sequence 


562830 562869 64 103 gi 
n DSM 14366 16S ribosomal RNA, partial 


567348 567387 64 103 gi 


265678807 |ref|NR_029112.1 
Rhodobacterales; Rho 


265678792 |ref|NR_029097.1 

393626 394999 Oribac 
Oribacterium. 
265678765|ref|NR_029070.1 
433793 43528 
Proteobacteria; Gammaproteobacteria; Alteromonadales; S 
172854 Bacteria_16S 


obacteriales; Flavobacteri 
265678699 |ref|NR_029004.1 
528726 530192 Deinococcus indicus Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinoco 
172854 Bacteria_16S 265678677 |ref |NR_028982.1 
sequence 


ia; Acidithiobacillales; Acidithiobacillaceae; 


265678674|ref|NR_028979.1 


370665 372098 


443005 444493 


Deinococcus. 


562358 563851 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Oribacterium sinus 
terium sinus Bacteria; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 
hewanellaceae; Shewanella. 
265678762 |ref|NR_029067.1 
6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
172854 Bacteria_16S 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 
timonadaceae; Fulvimarina. 
265678761|ref|NR_029066.1 
439970 44147 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
265678759 |ref|NR_029064.1 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Croceibacter 
Croceibacter 

aceae; Croceibacter. 
Deinococcus indicus 


Acidithiobacillus 
Acidithiobacillus 


Conexibacter woesei 


strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 


Actinobacteria; Rubrobacteridae; Solirubrobacterales; C 
172854 Bacteria_16S 


strain CE2105 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172854 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


172854 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


172854 Bacteria_16S 


strain 6111 16S r 


172854 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


172854 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


strain J1 16S rib 


172854 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


172854 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


172854 Bacteria_16S 


ruestringensis st 
ruestringensis Ba 


172854 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


172854 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


172854 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


strain SB2B 16S r 
Proteobacteria; G 


629309 629348 64 103 gi 
ribosomal RNA, partial sequence 


658113 658152 64 103 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
665743 665782 61 100 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
699051 699096 64 109 gi 
ibosomal RNA, partial sequence 


706246 706285 64 103 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
736865 736904 65 104 gi 
ribosomal RNA, partial sequence 


767871 767910 64 103 gi 
osomal RNA, partial sequence 


846035 846074 64 103 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
848934 848973 64 103 gi 
ain LX3 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


864187 864226 70 109 gi 
rain Bl 16S ribosomal RNA, partial seq 
cteria; Bacteroidetes; Flavobacteria; 

909701 909740 64 103 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
931363 931402 64 103 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
982109 982148 65 104 gi 


1011364 1011403 70 109 gi 


onexibacteraceae; Conexiba 
265678631|ref|NR_028936.1 
8 Roseospira marina Bacteria; 
Rhodospirillaceae; Roseosp 
265678610|ref|NR_028915.1 
657665 659120 Anaerostipes caccae Bacteria; 
Anaerostipes. 
265678605|ref|NR_028910.1 
665236 66673 
Pelospora. 
265678583 |ref|NR_028888.1 
4 Thiocystis violascens Bacteria; 


628893 63029 


eae; 


698584 69993 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
265678578 | ref |NR_028883.1 
705889 707204 Dorea longicatena Bacteria; 
265678556 | ref |NR_028860.1 
736380 737897 Entomoplasma lucivorax Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; 
172854 Bacteria_16S 265678534 | ref |NR_028838.1 
767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 
265678482 |ref|NR_028785.1 


845553 847081 Clostridium scindens Bacteria; 


Clostridium. 
265678480 | ref |NR_028783.1 
uence 848542 849823 


eria; Enterobacteriales; E 
265678469 |ref|NR_028772.1 
uence 
Flavobacteriales; Flavobac 
265678438 |ref|NR_028740.1 
quence 
Clostridiaceae; Clo 
265678424 | ref |NR_028726.1 
tial sequence 
lostridiales; Clostridiace 
265678389 |ref|NR_028691.1 
S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; 


172854 Bacteria_16S 265678370|ref|NR_028672.1 


ibosomal RNA, partial sequence 


Entomoplasma. 


863710 865135 


909211 910743 


930884 


Entomoplasma. 


cter. 
Roseospira marina 


ira. 
Anaerostipes caccae 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Thiocystis violascens 


Dorea longicatena 


Entomoplasma lucivorax 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Clostridium scindens 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Muricauda 
Muricauda 
teriaceae; Muricauda. 
Clostridium 
Clostridium 
stridium. 
Clostridium 
932385 Clostridium 
ae; Clostridium. 
Entomoplasma freundtii 


ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


Shewanella amazonensis 


1010904 1012350 Shewanella amazonensis Bacteria; 


172854 Bacteria_16S 1028103 1028142 70 109 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

172854 Bacteria_16S 1034217 1034276 44 103 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

172854 Bacteria_16S 1072131 1072170 70 109 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

172854 Bacteria_16S 1109717 1109756 64 103 gi|265678302|ref|NR_028604.1| Collinsella 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 

172854 Bacteria_16S 1143035 1143074 64 103 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

172854 Bacteria_16S 1158106 1158145 70 109 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

172854 Bacteria_16S 1162685 1162724 70 109 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 
DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiothermus silvanus DSM 9946 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

172854 Bacteria_16S 1203619 1203658 64 103 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

172854 Bacteria_16S 1205126 1205165 64 103 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

172854 Bacteria_16S 1208172 1208211 64 103 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 


Bacteria; Actinob 
Cryptobacterium. 
172854 Bacteria_16S 
strain Esulfidel 
Proteobacteria; G 
172854 Bacteria_16S 
strain AM1114 16S 
Firmicutes; Clost 
172854 Bacteria_16S 
paucivorans strai 
Bacteria; Firmicutes; 
172854 Bacteria_16S 
temperatum strain 
temperatum Bacter 
172854 Bacteria_16S 
radiopugnans ATCC 
19172 Bacteria; D 
172854 Bacteria_16S 
strain ELCA-2 16S 
Tenericutes; Moll 
172854 Bacteria_16S 
strain PYAN-1 16S 
Tenericutes; Moll 
172854 Bacteria_16S 
cellulosolvens 6 
Bacteria; Firmicutes; 
172854 Bacteria_16S 
506 16S ribosomal RNA, 
Alphaproteobacteria; 
172854 Bacteria_16S 
strain ATCC 29176 
29176 Bacteria; F 
172854 Bacteria_16S 
denitrificans str 
denitrificans OS2 
Shewanella. 
172854 Bacteria_16S 


acteria; 


Rhizobiales; 


irmicutes; 


Coriobacteridae; 


1215638 1215683 64 


1223133 1223172 61 


Clostridiales; 
1236853 1236892 64 


Clostridial 
1242860 1242899 64 
1259332 1259371 70 


Deinococ 
1278779 1278818 65 


Entomoplasmatales; 
1281730 1281769 65 


Entomoplasmatales; 
1302925 1302964 64 


Clostridial 
1306017 1306056 64 
complete sequence 


1363862 1363901 64 


Clostridia; 
1385110 1385149 70 


Proteobacteria; 


1408996 1409035 64 


109 


100 


ribosomal RNA, partial sequence 
ridia; 


103 
es; 
103 
109 


ci; 
104 


ribosomal RNA, partial sequence 
icutes; 


104 


ribosomal RNA, partial sequence 
icutes; 


103 


es; 
103 


1305606 1307012 Stark 
Xanthobacteraceae; 


103 


109 


Coriobacteri 


gi 


16S ribosomal RNA, partial sequence 1215201 12166 
ammaproteobacteria; Oceanospirillales; 


gi 


1222664 12241 
Clostridiaceae; 


gi 


n SYR1 16S ribosomal RNA, partial sequ 
Clostridia; 


Lachno 
gi 


SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 


gi 


19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; 


Deinoc 
gi 


1278319 12798 
Entomoplasmat 


gi 


1281261 12827 
Entomoplasmat 


gi 


16S ribosomal RNA, partial sequence 1302478 13039 
Clostridia; 


Eubact 
gi 


st 
gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; 


Gammaprot 


103 


strain TN-272 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


Clostridiales; 


gi 


ales; Coriob 


224581404 


Halomonad 
219878346 


Caminicell 
219878251 
ence 12363 
spiraceae; 
219878114 
quence 

a; Rhizobi 
219846811 
ence 12588 
occales; D 
219846093 


a. 


al 


aceae; 
219846087 


aceae; E 
219846514 
eriaceae; Eu 
219846269 


ey 
arkeya. 
228719063 
13634 
Ruminococec 
228716834 
equence 
eobacteria 


ac 


, 


224581401 


ac 


ref 
30 Halomonas sulfidaeris Bacteria; 
acea Halomonas. 
ref 


19 Caminicella sporogenes Bacteria; 


ref 
92 1237878 Parasp 
Par 
ref a 
1242462 12438 


es 


ref 
78 1260346 Deino 
eino 
ref 
03 Mesoplasma corruscae Bacteria; 
Mesop 
ref 
49 Entomoplasma 
ntomoplasma. 

ref 
66 Eubacterium cellulosolvens 6 


ba 


ref 


a 


ref 
15 1364816 Rumin 


ea 


ref 
1384632 13861 


Al 


ref 


terineae; Co 


NR_027185.1 


e; 
NR_025485.1 


NR_025390.1 


asporobacter 
NR_025253.1 

6 
; Phyllobact 
NR_026403.1 
c 
coccaceae; D 
NR_025683.1 


lasma. 
NR_025677.1 


NR_026106.1 


cterium. 
NR_025859.1 
novella Bact 


NR_027579.1 
O° 
e; Ruminococ 
NR_027556.1 
3 


teromonadale 


riobacteriaceae; 


Halomonas sulfidaeris 


Caminicella sporogenes 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Deinococcus 
occus radiopugnans ATCC 
einococcus. 
Mesoplasma corruscae 


Entomoplasma somnilux 


somnilux Bacteria; 


Eubacterium 


Starkeya novella DSM 
eria; Proteobacteria; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Shewanella 
1 Shewanella 
s; Shewanellaceae; 


NR_024719.1 


Clostridium hylemonae 


1408524 1409968 Clostridium hylemonae Bacteria; 


Clostridiaceae; 


Clostridium. 


172854 Bacteria_16S 


tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 
172854 Bacteria_16S 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Clostridiales; 


WM1 Bacteria; 
172854 Bacteria_16S 


51271 16S ribosomal RNA, 


Firmicutes; 
172854 Bacteria_16S 


septentrionale strain SDW 014 16S ribosomal RNA, partial 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 
172854 Bacteria_16S 


Firmicutes; 


1485134 1485173 64 


1491216 1491255 64 
Clostridia; 
1498728 1498767 64 


complete sequence 


1515091 1515130 64 


1518099 1518138 64 


103 


103 


103 


149 


103 


103 


strain PC18 16S ribosomal RNA, partial sequence 


Firmicutes; 
172854 Bacteria_16S 


1519611 1519650 64 


Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 


103 


strain PC80 16S ribosomal RNA, partial sequence 


Firmicutes; 
172854 Bacteria_16S 


lusatiensis strain S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
172854 Bacteria_16S 


decolorationis strain S12 16S ribosomal RNA, partial sequence 
decolorationis Bacteria; 


Shewanella. 
172854 Bacteria_16S 
strain 16351 16S 
Firmicutes; 
172854 Bacteria_16S 


mediatlanticus strain TR 16S ribosomal RNA, partial sequence 
mediatlanticus Bacteria; 


172854 Bacteria_16S 


strain KMM 241 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 


1569429 1569468 64 


1607827 1607866 70 
Proteobacteria; 
1670118 1670157 64 

Clostridiales; 
1680656 1680695 70 


1700631 1700670 70 


1705204 1705243 64 


Deinococcus-Thermus; 


Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 


103 


109 


103 


ribosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


109 


De 
109 


103 


strain HS-5 16S ribosomal RNA, partial sequence 


Actinobacteria; 
172854 Bacteria_16S 


livingstonensis strain NF22 16S ribosomal RNA, partial 
livingstonensis Bacteria; 


Shewanella. 
172854 Bacteria_16S 
strain SE3104 16S 


172854 Bacteria_16S 
strain LMG 21857 
Proteobacteria; 

172854 Bacteria_16S 
chacoense strain 
Bacteria; 
172854 Bacteria_16S 


1846694 1846733 70 
Proteobacteria; 


1851256 1851295 64 


1869377 1869416 70 


1889413 1889452 64 


2014318 2014357 64 


109 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


109 


16S ribosomal RNA, partial sequence 1868909 18703 
Gammaproteobacteria; Alteromonadales; Alteromonadacea 


103 


PR5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


103 


gi|219857250|ref 


gi| 219846902 |ref 
Clostridiaceae; 
gi|219846656|ref 


8269 1499735 Catonella 
Clostridia; Clostridiales; Lachnospiraceae; Catonella. 


219878113 
sequence 


gi ref 


gi|219857618|ref 


Rhizobiales; 


1490749 1492247 Clost 


1514694 151610 
Rhizobiales; 


NR_024880.1 


NR_026494.1 


Clostridium. 
NR_026248.1 
morbi ATCC 


NR_025252.1 


NR_025207.1 


Mesorhizobium 


1484704 1486179 Mesorhizobium 
Phyllobacteriaceae; 


Clostridium 


ridium saccharolyticum 


Catonella morbi ATCC 
51271 Bacteria; 


Mesorhizobium 
8 Mesorhizobium 


Phyllobacteriaceae; 


Hespellia stercorisuis 


1517647 1519115 Hespellia stercorisuis Bacteria; 


gi|219857617|ref 


NR_025206.1 


Hespellia porcina 


1519166 1520614 Hespellia porcina Bacteria; 


gi| 219878173 |ref 


gi|219878471 


gi| 219878428 |ref 


1607365 160881 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


NR_025312.1 


NR_025610.1 


NR_025567.1 


Defluvibacter 


1569018 1570426 Defluvibacter lusatiensis 
Phyllobacteriaceae; Defluvibacter. 


Shewanella 
2 Shewanella 


Clostridium bolteae 


1669639 1671136 Clostridium bolteae Bacteria; 


Clostridium. 
gi|219878421 
inococci; Thermales; 

gi|219878407|ref 


gi|219878404|ref 


1680196 168167 


NR_025560.1 


Thermaceae; 
NR_025546.1 


Glaciecol 
NR_025543.1 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Glaciecola mesophila 


1700153 1701651 Glaciecola mesophila Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


a. 
Thermoleophilum album 


1704738 1706197 Thermoleophilum album Bacteria; 


Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; 


219878304 
sequence 


gi ref 


gi| 219878301 |ref 


Rhodospirillac 


gi| 219878288 |ref 


gi| 219878272 |ref 


Phyllobac 


gi|219878186|ref 


1846218 184771 
Gammaproteobacteria; Altero 


1888988 1890453 Mesorh 


Thermoleo 
NR_025443.1 


monadales; S 
NR_025440.1 


eae; Roseosp 
NR_025427.1 


e; Glaciecol 
NR_025411.1 


teriaceae; M 
NR_025325.1 


philum. 
Shewanella 

2 Shewanella 
hewanellaceae; 


Roseospira navarrensis 


1850849 1852130 Roseospira navarrensis Bacteria; 


ira. 
Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 

Mesorhizobium 
izobium chacoense 
esorhizobium. 
Hyphomonas polymorpha 


strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae 


172854 Bacteria_16S 


2062931 2062970 70 


109 


gi| 219878148 | ref 


; Hyphomonas 
NR_025287.1 


Cellulophaga fucicola 


strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 


Bacteroidetes; 
172854 Bacteria_16S 


Flavobacteria; 


2091984 2092023 70 


Flavobacteriales; 


109 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 


glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


glaciale Bacteria; 
172854 Bacteria_16S 


2105726 2105765 70 


2287908 2287947 65 


Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


Flavobacteria; 


strain L1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


172854 Bacteria_16S 


strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 22904 


Firmicutes; 
172854 Bacteria_16S 


galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Entomoplasmatales; 
2289462 2289501 64 


2392375 2392414 70 


Flavobacteriaceae; Ce 
gi|219878128|ref 


llulophaga. 
NR_025267.1 


Shewanella baltica 


2091488 2093018 Shewanella baltica Bacteria; 


Shewanella. 


Brumimicrobium 

6 Brumimicrobium 

; Brumimicrobium. 
Mesoplasma florum 


109 gi| 219878116 |ref|NR_025255.1 
2105286 210665 
Flavobacteriales; Cryomorphaceae 
104 gi|219857540|ref|NR_025128.1 
2287434 2288933 Mesoplasma florum Ll Bacteria; 
Entomoplasmataceae; Mesoplasma. 
103 gi|219857539|ref|NR_025127.1 


109 


um. 


gi|219857465|ref 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 
Clostridia; Clostridiales; Lachnospiraceae; Lachnobacteri 


NR_025053.1 


Zobellia 


2391886 2393368 Zobellia 


Zobellia. 


172854 Bacteria_16S 


sapomandens strai 
Sapomandens Bacte 


172854 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


172854 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


172854 Bacteria_16S 


strain SCH-89 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
172854 Bacteria_16S 


strain VP-6 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
172854 Bacteria_16S 


strain VP-5 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
172854 Bacteria_16S 


strain MHS-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
172854 Bacteria_16S 


strain MHS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
172854 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


172854 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


172854 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


172854 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


172854 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


172854 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


172854 Bacteria_16S 


strain KMM 3677 
Bacteroidetes; 
172854 Bacteria 
strain KMM 3676 
Bacteroidetes; 
172854 Bacteria 
strain KMM 3526 
Bacteroidetes; 
172854 Bacteria 
strain KMM 3664 
Bacteroidetes; 


Fl 


FL 


Fl 


Fl 


172854 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


172854 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


172854 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


172854 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


172854 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


16S 
6S ribosomal RNA, partial sequence 2684767 26 
eriac 


16S 219857198 


16S 
6S ribosomal RNA, partial sequence 2710175 27 
eriac 
219857160 


2428863 2428902 61 100 gi 
n DSM 3223 16S ribosomal RNA, partial 

ria; Firmicutes; Clostridia; Clostridi 
2466861 2466900 64 103 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

2504400 2504439 64 103 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2536257 2536296 64 103 gi 
ribosomal RNA, partial sequence 


se 
al 


cl 


sp 


H 
gi 


yp 
2537616 2537655 64 103 
ibosomal RNA, partial sequence 
yp 
2539020 2539059 64 103 
ibosomal RNA, partial sequence 


gi 


yp 
2540350 2540389 64 103 


ribosomal RNA, partial sequence 


gi 


YP 
2541755 2541794 64 103 


ribosomal RNA, partial sequence 


gi 


yp 
2599996 2600035 64 103 gi 


in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2601550 2601589 64 103 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603104 2603143 64 103 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2604658 2604697 64 103 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2607788 2607827 70 109 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2623161 2623200 64 103 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
2683761 2683800 70 109 gi 


al 
ri 


Past 


gi 


Pa 
gi 


st 


st 
ia 
er 


le 


Flavobact 


gi 


avobacteria; 
2685203 2685242 70 


Flavobacteriales; 
109 


Flavobact 


gi 


avobacteria; 
2686672 2686711 70 


Flavobacteriales; 
109 


es; 


a; 


ia; 


S; 


219857438 
quence 


Pept 


25 


219857405 
2466381 24678 
ostridiu 
219857379 


039 


iraceae; 
219857353 
2535834 25371 
homonada 
219857352 
2537193 25385 
homonada 
219857351 
2538597 25399 
homonada 
219857350 
2539981 25412 
homonada 
219857349 
2541332 25426 
homonada 
219857268 
sequenc 


Paste 


219857267 
2601060 26025 
eurellac 
219857266 
2602614 26041 
eurellac 
219857265 
2604168 26056 
eurellac 
219857263 
1 sequen 


Ocea 


26 


219857249 


227 


Phyll 


6S ribosomal RNA, partial sequence 2686201 26 


Flavobact 


gi 


avobacteria; 
2710604 2710643 70 


Flavobacteriales; 
109 


Flavobact 


gi 


avobacteria; Flavobacteriales; 

2740706 2740745 70 109 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2755465 2755504 61 100 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2787264 2787319 48 103 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

2791730 2791769 64 103 gi 


ne 
er 


ce 
Al 


ridia; Clostridiales; Lachnospiraceae; C 
2864686 2864748 47 109 gi 
ATCC 14820 16S ribosomal RNA, partial 


ia; Proteobacteria; Alphaproteobacteri 


s 
a; 


172854 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 


2935002 2935041 70 109 


gi 


e 


eriac 
219857181 


2740223 27 
eromo 
219857149 


27 


ales; 
219857125 


27 


icycl 
219857122 
16S ribosomal RNA, partial sequence 2791299 27926 
oprococc 
219856881 
equence 
Sphingo 


219857200 
6S ribosomal RNA, partial sequence 2683309 26847 
eriaceae 
219857199 


861 


876 


115 


416 


nad 


549 
Th 


867 
oba 


eae; 


eae; 


eae; 


ref|NR_025026.1| Desulfotomaculum 
2428395 2429818 Desulfotomaculum 

ococcaceae; Desulfotomaculum. 
ref|NR_024993.1| Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 

m. 

ref |NR_024967.1| Sporobacterium 

25 2505435 Sporobacterium olearium 
Sporobacterium. 

ref|NR_024941.1| Hyphomonas oceanitis 
42 Hyphomonas oceanitis Bacteria; 

ceae; Hyphomonas. 

ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 

ceae; Hyphomonas. 

ref|NR_024939.1| Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
ceae; Hyphomonas. 

ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 
ceae; Hyphomonas. 

ref|NR_024937.1| Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
ceae; Hyphomonas. 

ref|NR_024899.1| Mannheimia 

e 2599506 2601009 Mannheimia 
urellales; Pasteurellaceae; Mannheimia. 
ref|NR_024898.1| Mannheimia ruminalis 
63 Mannheimia ruminalis Bacteria; 

eae; Mannheimia. 

ref|NR_024897.1| Mannheimia varigena 
17 Mannheimia varigena Bacteria; 

eae; Mannheimia. 

ref|NR_024896.1| Mannheimia glucosida 
71 Mannheimia glucosida Bacteria; 

eae; Mannheimia. 

ref|NR_024894.1] Neptunomonas 


ce 2607312 260877 
nospirillales; N 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 


7 Neptunomonas 
eptunomonas. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 


219856833 


ref|NR_024828.1| Zobellia russellii 

16 Zobellia russellii Bacteria; 

; Zobellia. 

ref|NR_024827.1| Zobellia laminariae 

50 Zobellia laminariae Bacteria; 

; Zobellia. 

ref|NR_024826.1| Zobellia amurskyensis 

48 Zobellia amurskyensis Bacteria; 

; Zobellia. 

ref|NR_024809.1| Cellulophaga pacifica 

47 Cellulophaga pacifica Bacteria; 

7 Cellulophaga. 

ref|NR_024788.1| Agarivorans albus 

76 Agarivorans albus Bacteria; 

aceae; Agarivorans. 

ref|NR_024777.1| Thermanaeromonas 

90 2756495 Thermanaeromonas toyohensis 

ermoanaerobacteraceae; Thermanaeromonas. 

ref |NR_024753.1| Alicyclobacillus 

86 2788314 Alicyclobacillus herbarius 

cillus. 

ref|NR_024750.1| Coprococcus catus 

13 Coprococcus catus Bacteria; 

us. 

ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 

monadales; Sphingomonadaceae; 

ref|NR_024652.1| Oceanospirillum 


2934531 2935988 Oceanospirillum 


multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 


172854 Bacteria_16S 


larrymoorei strain AF3.10 16S ribosomal RNA, partial se 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacter 
Rhizobium/Agrobacterium group; Agrobacterium. 


172854 Bacteria_16S 


tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, p 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Ha 


172854 Bacteria_16S 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clost 
Clostridiales; 


Clostridia; 
172854 Bacteria_16S 


strain ORS 992 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


172854 Bacteria_16S 
strain DSM 11603 16S 


Proteobacteria; Alphapro 


172854 Bacteria_16S 
hydroxybenzoicum 
hydroxybenzoicum 
172854 Bacteria_16S 
halotolerans DSM 
Bacteria; Proteob 
172854 Bacteria_16S 
plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 
172854 Bacteria_16S 
strain GY-1 16S r 
Deinococcus-Thermus; 
172854 Bacteria_16S 
DSM 11303 16S rib 
Deinococcus-Thermus; 
172854 Bacteria_16S 
kuznetsovii strai 
kuznetsovii DSM 6115 
172854 Bacteria_16S 
guttoideum strain 
guttoideum Bacteria; 
172854 Bacteria_16S 
radiophilus strai 
radiophilus Bacteria; 
172854 Bacteria_16S 

radiodurans strai 
radiodurans Bacteria; 
172854 Bacteria_16S 

proteolyticus strain 
proteolyticus Bac 
172854 Bacteria_16S 
strain DSM 3963 1 
Deinococcus-Thermus; 
172854 Bacteria_16S 
lipolytica strain 
Bacteria; Firmicutes; 
172854 Bacteria_16S 

strain B 16S ribo 
Clostridia; Clost 
172854 Bacteria_16S 
chliarophilus str 
chliarophilus Bacteri 
172854 Bacteria_16S 

glomerans strain 

glomerans PW2 Bac 
Coriobacteriaceae; 
172854 Bacteria_16S 
neopropionicum st 
neopropionicum Bacter 
172854 Bacteria_16S 

aggregatus strain 
aggregatus Bacter 
172854 Bacteria_16S 


ria; 


strain 743A 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridi 


strain 
Bacteri 


11383 1 
acteria 


n LMG 1 


ibosoma 


osomal 


n DSM 6 


DSM 40 


n DSM 2 


n DSM 2 


teria; 


2994143 2994182 64 


3007920 3007963 65 


3032097 3032136 64 


Clostridiaceae; 
3075903 3075942 64 


3106035 3106074 64 
rib 
teobacteria; 
3110464 3110503 61 


a; Firmicutes; 
3111982 3112021 61 


, 


3131511 3131550 64 
1892 16S ribosomal 
PE 


3138997 3139036 70 


Deinococci; Thermales; 
3146571 3146610 70 


Deinococci; 
3155831 3155870 61 

115 16S 

Bacteria; Firmicutes; 
3157424 3157463 64 


Firmicutes; 
3166445 3166484 70 
0551 16S ribosomal 
Deinococcus-Thermus; 

3167962 3168001 70 
0539 16S ribosomal 
Deinococcus-Thermus; 
3169478 3169517 70 
DSM 


3170995 3171034 70 


6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcales; 


Deinococci; 
3234710 3234749 61 


JW265 16S ribosomal RNA, partial sequ 
Clostridiales; 


Clostridia; 
3301388 3301427 64 


somal RNA, partial sequence 3300930 3302411 Blaut 
ridiales; 


Blautia. 
3389661 3389700 70 


ain ATCC 700543 16S ribosomal RNA, par 
Deinococcus-Thermus; 


a; 
3496648 3496687 64 


DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; 
Coriobacterium. 


3526941 3526980 64 


rain DSM 3847 16S ribosomal RNA, 
Clostridia; 


ia; Firmicutes; 
3578772 3578811 64 


IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3595701 3595740 64 


a; Clostridiales; Clos 


osomal RNA, partial sequence 3105629 31070 
Rhizobiales; 


BT 16S ribosomal RNA, partial s 
Clostridia; 


6S ribosomal RNA, partial seque 
Deltaproteobacteria; Desulfob 
oteobacteria; Alphaproteobacter 
1 RNA, partial sequence 
RNA, partial sequence 

Deinococcales; 


ribosomal RNA, partial 


24 16S ribosomal RNA, partial s 
Clostridia; 


20540 16S ribosomal RNA, parti 
Deinococcus-Thermus; 


Coriobacteridae; 


103 gi| 219846927 |ref|NR_026519.1| Agrobacterium 
quence 2993732 2995168 Agrobacterium 
ia; Rhizobiales; Rhizobiaceae; 
108 gi|219846918|ref|NR_026510.1| Halospirulina 
artial sequence 3007504 3008891 Halospirulina 
lospirulina. 
103 gi|219846901|ref|NR_026493.1| Clostridium indolis 
ridium indolis Bacteria; Firmicutes; 
Clostridium. 
103 gi|219846871|ref|NR_026463.1| Rhizobium undicola 


3075492 30769 
biaceae; 
103 gi|219846851 
obacteriac 
219846848 
equence 

tridiales; 
219846847 
nce 31115 
acterales; 
219846834 
sequence 
ia 


Phyll 
100 gi 
Clos 


100 gi 


103 gi 
RNA, partial 


, 


109 gi| 219846829 
3138565 31400 
Thermaceae; M 
109 gi| 219846824 
3146120 31475 
Deinococcaceae; D 
gi| 219846818 
sequence 
Clostridia 
219846817 
equence 
les; Lachn 
219846810 
sequence 
Deinococca 
219846809 
sequence 
Deinococca 
219846808 
al sequenc 
Deinococci; Deinococ 


109 gi| 219846807 


100 


Clostridia; 
103 gi 


Clostridia 
109 gi 
RNA, partial 
Deinococci; 
109 gi 
RNA, partial 
Deinococci; 
109 gi 


Deinoco 
gi 


ccaceae; D 
219846764 
ence 32342 
phomonadac 
219846720 


100 


Syntro 


103 gi 


109 219846652 
tial seque 
Deinococci; Thermale 
103 gi| 219846578 
equence 


Coriobac 


gi 


v 


103 219846558 
ete sequen 
idiales; C 
219846523 
sequence 

a; Rhizobi 


gi 
compl 
Clostr 


103 gi 


R 


Rhizob 


hizobium/Agroba 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrob 
ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


Ww 


ref|NR_026421.1 


ref|NR_026416.1 
eino 
ref 

3 
les; 


coccus. 
NR_026410.1 
155325 315690 
Peptococcac 
ref |NR_026409.1 

3156952 315844 
ospiraceae. 
ref|NR_026402.1 

3165996 316746 
les; Deinococcac 
ref|NR_026401.1 
167516 316898 
les; Deinococcac 
ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026399.1 


Ww 


einococcus. 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026312.1 
ia schinkii Bact 


NR_026244.1 
338924 

s; Thermaceae; M 
ref|NR_026170.1 
3496207 349764 
teriales; Coriob 


nce 


ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 


103 gi|219846511 


tridiaceae; Clostridiu 


i 


24 Rhizobium undicola Bacteria; 
fo; 


terium group; Rhizobium. 
Aquamicrobium defluvii 
defluvii Bacteria; 
um. 
Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
eiothermus. 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Desulfotomaculum 
6 Desulfotomaculum 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Blautia schinkii 
eria; Firmicutes; 


Meiothermus 

4 3390664 Meiothermus 
eiothermus. 
Coriobacterium 

1 Coriobacterium 
acterineae; 


Clostridium 

8 Clostridium 
lostridium. 
Blastobacter 

9 Blastobacter 
biaceae; Blastobacter. 


ref|NR_026103.1 


mM. 


Clostridium populeti 


3595254 3596742 Clostridium populeti Bacteria; 


172854 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


172854 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


172854 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


172854 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


172854 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


172854 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


172854 Bacteria_16S 


strain UPM-Ca7 16 
Proteobacteria; A 


172854 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


172854 Bacteria_16S 


strain B9 16S rib 
Proteobacteria; A 


172854 Bacteria_16S 


strain OCh 254 16 
Proteobacteria; A 


172854 Bacteria_16S 


strain NZP 2213 1 
Proteobacteria; A 


172854 Bacteria_16S 
6S ribosomal RNA, partial sequence 3985718 39871 


strain KMM 6050 1 
Bacteroidetes; Fl 


172854 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


172854 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; Clost 


172854 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


172854 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


172854 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


172854 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


172854 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


172854 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


172854 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


strain Tab-4c 16S 
Tenericutes; Moll 


172854 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


bosomal 


cteria; 
172854 Bacteria_16S 


eria; 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688338 3688377 65 104 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3763064 3763103 64 103 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3774919 3774958 65 104 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3800564 3800603 64 103 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 
3892125 3892170 64 109 gi 
strain DSM 735 16S ribosomal RNA, compl 
Bacteria; Proteobacteria; Gammaproteoba 


al 
ia 


ue 


ob 


3898304 3898343 64 
osomal RNA, partial sequence 


103 gi 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
3990633 3990672 70 109 


Pib 
gi 


avobacteriales; Flavobacteriaceae; 
4025150 4025189 64 103 


OC 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4088898 4088937 70 109 
avobacteria; Flavobacteriales; Flavobact 
4091885 4091924 70 109 gi 
ain KMM 3903 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 
4114400 4114439 70 109 gi 
6S ribo 
avobacteria; Flavobacteriales; 
4118875 4118914 65 104 
RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
4135659 4135698 65 104 gi 
rain MQ-4 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 
4137224 4137263 65 104 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4138789 4138828 65 

in EA-1 16S ribosomal RNA, partial seq 
Tenericutes; Mollicutes; Entomop 


1 
la 


Flavobact 


gi 


eq 
Entomop 

gi 
Spiroplasmata 
104 gi 
ue 
la 


172854 Bacteria_16S 


3686364 36878 


219846445 
3687881 36893 


219846390 
sequenc 


les; 


219846380 


nce 


smataceae; 
219846362 
3800153 38015 
acteriac 
219846300 


ete s 


219846296 
3897893 38992 


eriac 


219846231 
somal RNA, partial sequence 3990163 3991609 Piboc 


ella. 


219846206 
6S ribosomal RNA, partial sequence 4024698 40261 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
4079718 4079757 65 104 gi|219846166|ref|NR_025756.1 
ibosomal RNA, partial sequence 4079234 40807 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4087407 4087446 70 109 gi|219846161|ref|NR_025751.1 
6S ribosomal RNA, partial sequence 4086933 40883 


eriac 


219846160 
6S ribosomal RNA, partial sequence 4088431 40 


eriac 


219846158 


seque 
vobac 


219846141 
somal RNA, partial sequence 4113936 41 


eriac 


219846138 
4118405 41 


aceae 


219846123 


uence 
lasma 


219846122 
4136739 41 


ceae; 


219846121 


nce 
smata 


4140356 4140395 65 104 gi 


cteria; 


ref|NR_026036.1 


ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025890.1 
ence 389163 
Oceanospirillale 


Lac 


equ 


ref|NR_025886.1 


7 Gr 
ref 
ella 


amella. 
NR_025821.1 
ponti Bacte 


eae 
ref 


NR_025796.1 


ribacter. 
NR_025750.1 


eae; Ma 
ref 
898 


eae 


; Maribacter. 
ref|NR_025748.1 

4091411 409284 
iales; Flavobact 
ref|NR_025731.1 


nce 
ter 


153 
eae 


7 Ul 
ref 


vibacter. 
NR_025728.1 
199 
M 


; lasma. 


NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


esop 
ref 
4 
es; 
ref 


tal 


382 
Sp lasma. 
ref|NR_025711.1 

4138305 413982 


; Spiroplasmatac 


irop 


les 


3598782 3598821 64 103 gi|219846508|ref|NR_026100.1| Clostridium 
rain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3680842 3680881 70 109 gi|219846450|ref|NR_026041.1| Polaribacter 
215 16S ribosomal RNA, partial sequence 3680374 3681813 Polaribacter filamentus 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 
3686821 3686860 65 104 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 

Mycoplasma 
7 Mycoplasma 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

3899779 3899818 64 103 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

3967272 3967311 64 103 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
6S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
lphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

3986186 3986225 70 109 gi|219846234|ref|NR_025824.1| Gramella echinicola 


55 Gramella echinicola Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 


219846120 


sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 


sabaudiense Bacte 


ria; Tenericutes; Mollicutes; 


Entomoplasmatales; 


ref|NR_025710.1 
4139871 414138 
Spiroplasmatace 


Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 


172854 Bacteria_16S 
strain HYOS-1 16S 
Tenericutes; Moll 
172854 Bacteria_16S 


strain TN-1 16S 


Tenericutes; Moll 
172854 Bacteria_16S 
leptinotarsae str 
leptinotarsae Bac 
172854 Bacteria_16S 
lampyridicola str 
lampyridicola Bac 
172854 Bacteria_16S 
strain M55 16S ri 
Tenericutes; Moll 
172854 Bacteria_16S 
strain TABS-2 16S 
Tenericutes; Moll 
172854 Bacteria_16S 
strain 23-6 16S r 


Tenericutes; Moll 


172854 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


172854 Bacteria_16S 
strain EC-1 16S r 


Tenericutes; Moll 


172854 Bacteria_16S 
chrysopicola stra 
chrysopicola Bact 
172854 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


172854 Bacteria_16S 
alleghenense stra 
alleghenense Bact 
172854 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


172854 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


172854 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


172854 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


172854 Bacteria_16S 


lactatifermentans 
lactatifermentans 


172854 Bacteria_16S 


strain Y12-2 16S 


Bacteroidetes; Fl 


172854 Bacteria_16S 


strain Y10-2 16S 


Bacteroidetes; Fl 


172854 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


172854 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


172854 Bacteria_16S 


strain F 16S ribo 


Clostridia; Clost 


172854 Bacteria_16S 


4141921 4141960 65 104 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4143486 4143525 65 104 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4145052 4145091 65 104 gi|219846117|ref|NR_025707.1| Spiroplasma 
ain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 

teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4146619 4146658 65 104 gi|219846116|ref|NR_025706.1| Spiroplasma 
ain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4148183 4148222 65 104 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4149749 4149788 65 104 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4151304 4151343 65 104 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
ibosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4152732 4152771 65 104 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 

ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4155863 4155902 65 104 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4157428 4157467 65 104 gi|219846109|ref|NR_025699.1| Spiroplasma 
in DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4158995 4159034 65 104 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
bosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4160560 4160599 65 104 gi|219846107|ref|NR_025697.1| Spiroplasma 
in PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4163590 4163629 65 104 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4174271 4174310 65 104 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4180424 4180463 65 104 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 

icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4184927 4184966 65 104 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 

icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

4219826 4219865 64 103 gi|219846061|ref|NR_025651.1| Clostridium 
strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

4225897 4225936 70 109 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

4227369 4227408 70 109 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

4230381 4230420 61 100 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
ubsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 

Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
ptococcaceae; Desulfotomaculum. 

13944 13982 65 103 gi|265679054|ref|NR_029362.1| Francisella tularensis 
strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 

83555 83597 61 103 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
somal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
ridiales; Ruminococcaceae; Anaerofilum. 

86582 86624 61 103 gi|265679005|ref|NR_029313.1| Anaerofilum 

pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 


pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 


172854 Bacteria_16S 


collagenovorans s 


collagenovorans B 
172854 Bacteria_16S 


strain IP 2227 16 


187259 187301 61 103 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
211923 211965 61 103 gi 
S ribosomal RNA, partial sequence 


265678938 


quence 
ridiales; 


265678921 


211461 21296 


ref|NR_029246.1| Clostridium 

186799 188298 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_029229.1| Clostridium baratii 


8 Clostridium baratii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
172854 Bacteria_16S 254685 254723 65 103 gi| 265678892 |ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 


Alphaproteobacter 


172854 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


172854 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


172854 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


172854 Bacteria_16S 


strain PL7HG1 16S 


172854 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


172854 Bacteria_16S 


ia; Rhizobiales; Bradyrhizobiaceae; Af 


ribosomal RNA, partial sequence 


ipia. 


382807 38428 


304530 304568 65 103 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
motogales; Thermotogaceae; Thermotoga. 

313766 313808 61 103 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
3 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

375603 375641 65 103 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 

383244 383282 65 103 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 
392555 392593 65 103 gi|265678793|ref|NR_029098.1| Paenibacillus 
in 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
432698 432736 65 103 gi|265678766|ref|NR_029071.1| Paenibacillus 
GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 


favisporus strain 


Bacteria; Firmicu 


172854 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


172854 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


172854 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


172854 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


172854 Bacteria_16S 


strain 3wC2 16S r 
Firmicutes; Clost 


172854 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


172854 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


172854 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


172854 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


172854 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


172854 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


172854 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


172854 Bacteria_16S 
n 123 16S ribosomal RNA, 
tes; Bacillales; Bacillaceae; Virgibac 


marismortui strai 
Bacteria; Firmicu 


tes; Bacillales; Paenibacillaceae; 
504836 504874 65 103 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
536767 536805 65 103 gi 
osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
548991 549033 61 103 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
582353 582391 65 103 
ibosomal RNA, partial sequence 


Pae 
gi 


gi 


589802 589844 61 103 
ibosomal RNA, partial sequence 


gi 


ridiales; Veillonellaceae; Sporomusa. 
652131 652173 61 103 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
670200 670238 65 103 gi 
ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 
700489 700527 65 103 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
701974 702012 65 103 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
718535 718573 65 


Paenibacillus 
103 gi 
complete sequ 


nibacillus 


265678715 


504361 50587 


265678694 


536318 53780 
tiliaceae; 


589361 59079 


265678615 


651676 65311 
Clostridiu 


265678602 


669757 67122 


Clostridiu 
265678582 
699985 70142 


265678581 
701473 70290 


265678569 
ence 71801 
illus. 


ref|NR_029020.1| Thermosipho atlanticus 
1 Thermosipho atlanticus Bacteria; 


ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 


Caminibacter profundus 
profundus Bacteria; 


265678686 |ref|NR_028991.1| Sporomusa aerivorans 
548509 550044 Sporomusa aerivorans Bacteria; 

Sporomusa. 

265678664|ref|NR_028969.1| Caldithrix abyssi 
581868 583371 Caldithrix abyssi Bacteria; 

265678659|ref|NR_028964.1| Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
620200 620238 65 103 gi| 265678638 |ref|NR_028943.1| Caminibacter 
train AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
acteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
643116 643158 61 103 gi| 265678622 |ref|NR_028927.1| Sporomusa ovata strain 
RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 


ref|NR_028920.1| Clostridium uliginosum 
2 Clostridium uliginosum Bacteria; 
m. 
ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 


motogales; Thermotogaceae; Marinitoga. 
683738 683780 61 103 gi| 265678593 |ref|NR_028898.1| Clostridium acidisoli 
ibosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 


m. 
ref |NR_028887.1 
2 Paenibacillus 


Paenibacillus odorifer 
odorifer Bacteria; 


ref|NR_028886.1 
9 Paenibacillus 


Paenibacillus graminis 
graminis Bacteria; 


Virgibacillus 
acillus marismortui 


ref |NR_028873.1 
9 719581 Virgib 


172854 Bacteria_16S 726307 726349 61 103 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

172854 Bacteria_16S 761759 761797 65 103 gi| 265678538 |ref|NR_028842.1| Paenibacillus 


nematophilus strain NEMla 16S ribosomal RNA, partial sequence 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


761257 762788 Paenibacillus 


172854 Bacteria_16S 
naphthalenovorans 
naphthalenovorans 
172854 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
172854 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bo 
172854 Bacteria_16S 
strain VPI D 75 B 
Clost 
172854 Bacteria_16S 


Firmicutes; 


strain ATCC 43541 
Firmicutes; 


Clost 
172854 Bacteria_16S 
strain U 16S ribo 


827719 827761 61 103 gi 
ridia; 
829295 829337 61 103 gi 
16S ribosomal RNA, partial sequence 

ridia; 


839940 839982 61 103 


Bacillales; Bacillaceae; Geobacillus. 
172854 Bacteria_16S 842905 842943 65 103 gi 
strain AMX51 16S ribosomal RNA, partial sequence 84 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
172854 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


172854 Bacteria_16S 


870254 870292 65 103 gi 


898938 898976 65 103 


gi 


-30 16S ribosomal RNA, partial sequenc 
Clostridiales; Veillonellaceae; 


Clostridiales; Veillonellaceae; 


in B0O71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


sea. 
265678494 
e 82720 


265678493 
82878 


somal RNA, partial sequence 839468 840930 Geoba 


265678484 
2468 84394 


265678465 
uence 


ria; 


265678445 


Selenomon 


rhizobiace 


Rhizo 


, 


ref |NR_028797.1 
9 828732 Selen 
as. 
ref |NR_028796.1 
3 830273 Selen 


Selenomonas. 
gi| 265678486 |ref|NR_028789.1 
cillus uzenensis 


ref|NR_028787.1 

ae; Bosea. 

ref |NR_028768.1 
869838 871263 

bial 


ref|NR_028747.1 


fo} 


fo} 


es; Bradyrhi 


797111 797149 65 103 gi|265678514|ref|NR_028817.1| Paenibacillus 
strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
824646 824684 65 103 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 
826148 826186 65 103 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
825713 827158 Bosea eneae Bacteria; Proteobacteria; 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Paenibacillus 


koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

172854 Bacteria_16S 922183 922221 62 100 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

172854 Bacteria_16S 923753 923791 62 100 gi| 265678429 |ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
172854 Bacteria_16S 957752 957790 65 103 gi| 265678406 |ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

172854 Bacteria_16S 959289 959327 65 103 gi|265678405|ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1006843 1006881 65 103 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1008304 1008342 65 103 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 
strain T7 16S ribosomal RNA, partial sequence 1007814 1009265 Bacillus edaphicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1046535 1046573 65 103 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

172854 Bacteria_16S 1057039 1057077 65 103 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

172854 Bacteria_16S 1103626 1103664 65 103 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 


Firmicutes; Clost 


172854 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


172854 Bacteria_16S 


stercorihominis D 
stercorihominis D 


172854 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


172854 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


172854 Bacteria_16S 


ridia; Clostridiales; Clostridiales Family XIII. 
1159634 1159676 61 103 gi| 228721485 
71 16S ribosomal RNA, partial sequence 11591 
Firmicutes; Clostridia; Clostridiales; Peptococ 
1182419 1182461 61 103 gi| 228717350 

SM 17244 16S ribosomal RNA, partial sequence 
SM 17244 Bacteria; Firmicutes; Clostridia; Clost 
1183905 1183947 61 103 gi| 228717037 
7241 16S ribosomal RNA, partial sequence 11834 
irmicutes; Clostridia; Clostridiales; Ruminococc 
1200523 1200565 61 103 gi| 228715386 
2261 16S ribosomal RNA, partial sequence 12000 
ynergistetes; Synergistia; Synergistales; Synerg 
1202105 1202143 65 103 gi| 228715358 


Incertae Sedis; 
ref |NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 


R 


Mogibacterium. 
Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Anaerofustis 

4 Anaerofustis 
eriaceae; Anaerofustis. 
Anaerotruncus 

truncus colihominis DSM 
ncus. 

Aminobacterium 
acterium colombiense DSM 
acterium. 


ref|NR_027530.1 


Thermotoga neapolitana 


DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 


Thermotogae; 


Thermotogales; 


Thermotogaceae; Thermotoga. 


172854 Bacteria_ 
strain 01-570-1 1 
Lacto 
172854 Bacteria_ 
hartmannellae str 
hartmannellae Bac 
172854 Bacteria_ 
16S ribosomal RNA, partial sequence 
Clost 
172854 Bacteria_ 
melanesiensis str 
melanesiensis BI4 
172854 Bacteria_ 
hamburgensis stra 
Proteob 
172854 Bacteria_ 
HTCC2155 strain H 
HTCC2155 Bacteria 
172854 Bacteria_ 
HEL-45 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodob 
172854 Bacteria_ 
strain TMO 16S ri 


Firmicutes; 


Clostridia; 


Bacteria; 


Thermotogae; 


Thermotogae; 


Bacteria; 


neglectum strain 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
Mogibacterium. 
172854 Bacteria_16S 1463878 1463916 65 103 gi 


strain HM-7 16S r 
Clost 
172854 Bacteria_ 
faecalis strain g 
Proteob 
172854 Bacteria_ 
strain R-13291 16 
G 
172854 Bacteria_ 
strain 6AG 16S ri 
Bacil 
172854 Bacteria_ 
strain DSM 1672 1 
Clost 
172854 Bacteria_ 
strain 525 16S ri 


Firmicutes; 


Bacteria; 


Proteobacteria; 


Firmicutes; 


Firmicutes; 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
172854 Bacteria_16S 1778036 1778074 65 103 gi| 219878351 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
172854 Bacteria_16S 1779585 1779623 65 103 gi| 219878350 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; P 
172854 Bacteria_16S 1790064 1790102 65 103 gi| 219878342 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgib 
172854 Bacteria_16S 1800701 1800739 65 103 gi| 219878335 
stellifer strain IS1 16S ribosomal RNA, partial sequence 18002 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
172854 Bacteria_16S 1803835 1803873 65 103 gi| 219878333 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgiba 
172854 Bacteria_16S 1849750 1849808 45 103 gi| 219878302 


Thermotogales; 
172854 Bacteria_ 
strain KA3 16S ri 


16S 1220093 1220131 65 103 gi 


bacillales; 


16S 1247403 1247461 51 109 gi 


16S 1265339 1265381 61 103 gi 


ridiales; Clostridiaceae; Clostridium. 
16S 1332088 1332126 65 103 gi 
ain BI429 16S ribosomal RNA, partial s 


29 Bacteria; Thermotogae; 


16S 1365293 1365331 65 103 gi 


16S 1371492 1371534 61 103 gi 


, 


16S 1379108 1379150 68 110 gi 


16S 1394028 1394066 65 103 
bosomal RNA, partial sequence 

Thermotogaceae; Thermotoga. 
1395584 1395622 65 103 gi 


bosomal RNA, partial sequence 


gi 


16S 


16S 1435059 1435097 65 103 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
16S 1447412 1447450 65 103 gi 


P9a-h 16S ribosomal RNA, partial seque 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
16S 1572448 1572486 65 103 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
16S 1653179 1653237 45 103 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
16S 1688200 1688238 65 103 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
16S 1747840 1747882 61 103 gi 
ridia; 
16S 


Clostridiales; Veillonellaceae; 
1769005 1769043 65 103 gi 
bosomal RNA, partial sequence 


ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 


Thermotogale 


in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


TCC2155 16S ribosomal RNA, partial sequence 
Lentisphaerae; Lentisphaerales; Lent 


1378686 1380064 


1393543 


219878362 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofus 


tis. 
219857449 
equence 


219846539 


228721494 
equence 
S; 
228719040 
ence 
les; 
228718145 


ispha 
228717469 


228715897 


228715882 


1395106 13965 
Thermotogales; Thermotogaceae; Marinitoga. 
172854 Bacteria_ 
antarcticus strai 
Firmicu 
172854 Bacteria_ 


224581431 
ence 14345 


224581422 
nce 14469 


224581410 


1463419 14648 


mily XIII. 
219857383 
15720 
les; 
219878439 


1652728 16542 
thomonad 


an 
219878415 


1687712 16892 


219878375 


6S ribosomal RNA, partial sequence 1747351 17488 


219878358 


1768558 17700 


hlamydiace 


Thermot 
13648 
Brady 
erace 


Ocean 
acter 


13950 


nibacillus 


idiales Family 


Brady 


Megamonas. 


ref|NR_025501.1| Allofustis seminis 
16 Allofustis seminis Bacteria; 


ref |NR_025037.1| Neochlamydia 
1246931 1248459 Neochlamydia 

Neochlamydia. 

NR_026131.1 


ae; 


ref Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


ref|NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027571.1| Lentisphaera araneosa 
1371035 1372512 Lentisphaera araneosa 
Lentisphaera. 
NR_027563.1 
bus indolife 
aceae; Oceanibulbus. 
ref|NR_027542.1| Thermotoga lettingae 
55 Thermotoga lettingae TMO Bacteria; 


Thermosipho 
7 Thermosipho 
ipho. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 


ae; 
ref 
ibul 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 


ref|NR_027541.1| Marinitoga piezophila 
48 Marinitoga piezophila KA3 Bacteria; 


Paenibacillus 
acillus antarcticus 


ref |NR_027213.1 
76 1436085 Paenib 
ref |NR_027203.1 
32 1448409 Mogiba 
XIII. Incer 


Mogibacterium 
cterium neglectum 
tae Sedis; 


ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rhodopseudomonas. 
ref|NR_025578.1| Thermomonas brevis 
24 Thermomonas brevis Bacteria; 
aceae; Thermomonas. 

ref|NR_025554.1| Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Rhodopseudomonas 
seudomonas faecalis 


ref|NR_025514.1| Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 
ref|NR_025497.1| Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Thermomonas. 


Nautilia. 
ref|NR_025490.1| Paenibacillus 
1777548 1779056 Paenibacillus 
Paenibacillus. 
ref|NR_025489.1| Paenibacillus 
1779107 1780619 Paenibacillus 
aenibacillus. 
ref|NR_025481.1| Virgibacillus 
1789570 1791087 Virgibacillus 
acillus. 
ref|NR_025474.1| Paenibacillus 
19 1801737 Paenibacillus stellifer 
ref|NR_025472.1| Virgibacillus 
1803341 1804862 Virgibacillus 
cillus. 
ref|NR_025441.1| Thermomonas 


1849299 1850798 Thermomonas 


172854 Bacteria_16S 1870933 1870971 65 103 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

172854 Bacteria_16S 1880095 1880137 61 103 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

172854 Bacteria_16S 1881676 1881718 61 103 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

172854 Bacteria_16S 1883252 1883294 61 103 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

172854 Bacteria_16S 1884832 1884874 61 103 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 


strain DSM 3132 1 
Firmicutes; Clost 
172854 Bacteria_16S 
azoreducens strai 
Bacteria; Firmicutes; 
172854 Bacteria_16S 

strain DSM 13256, 
Thermotogae; 
172854 Bacteria_16S 
strain LMG 18419 
Firmicutes; Bacil 
172854 Bacteria_16S 
strain ET-5b 16S 
Firmicutes; Bacil 
172854 Bacteria_16S 
strain CK58 16S r 
Firmicutes; Clost 
172854 Bacteria_16S 
strain LMG 12370 
Firmicutes; Bacil 
172854 Bacteria_16S 
strain KK19 16S r 
Firmicutes; Bacil 
172854 Bacteria_16S 
strain DSM 5192 1 
Firmicutes; Clost 
172854 Bacteria_16S 
xylanilyticus strain 
xylanilyticus Bac 
172854 Bacteria_16S 
daejeonensis stra 
daejeonensis Bact 
172854 Bacteria_16S 
kribbensis strain 
Bacteria; Firmicutes; 
172854 Bacteria_16S 

strain SK-1 16S r 
Firmicutes; Bacil 
172854 Bacteria_16S 
strain 63287 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


172854 Bacteria_16S 


ridia; 


lales; 


ibosomal RNA, 
lales; 


ridia; 


teria; 


eria; 


lales; 


1914849 1914887 65 
Bacillales; 
1916410 1916448 65 
1942323 1942361 65 
Paenibacillaceae; 
1968240 1968278 65 
1972550 1972592 61 
Clostridiales; 
2038285 2038323 65 
2047671 2047709 65 
Paenibacillaceae; 


2050791 2050833 61 


2070638 2070676 65 
XE 16S ribosomal RNA, 

Firmicutes; 
2225249 2225287 65 


Firmicutes; 
2226810 2226848 65 


Bacillales; 
2266627 2266665 65 


Bacillaceae; 
2299877 2299915 65 


2301345 2301383 65 


34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 
172854 Bacteria_16S 
subterraneus stra 
Bacteria; Firmicutes; 
172854 Bacteria_16S 

granivorans strai 
Bacteria; Firmicutes; 
172854 Bacteria_16S 

viterbiensis stra 
viterbiensis Bact 
172854 Bacteria_16S 
chinjuensis strai 
Bacteria; Firmicutes; 
172854 Bacteria_16S 


2312080 2312118 65 


Bacillales; 
2345279 2345317 65 


Bacillales; 
2405972 2406014 61 


Firmicutes; 
2431873 2431911 65 


Bacillales; 
2450168 2450206 65 


Bacillaceae; 


Clostridia; 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridiales; Veillonellaceae; 


103 


n CM1 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


103 


16S ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho 


103 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillus. 


103 


ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 


Inc 
103 


ibosomal RNA, partial sequence 


ridia; Clostridiaceae; 


103 


16S ribosomal RNA, partial sequence 2037802 20 
lales; Bacillaceae; Virgibacillus. 


103 


complete sequence 
Paenibacillus. 


103 


6S ribosomal RNA, partial sequence 2050314 20 
Clostridiales; Veillonellaceae; 
Bacillales; 


in AM141 16S ribosomal RNA, partial se 
Bacillales; 


AM49 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


ibosomal RNA, partial sequence 
Geobacillus. 


ribosomal RNA, partial sequence 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
in 34 16S ribosomal RNA, partial seque 
n A30 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


in JW/MS-VS5 16S ribosomal RNA, partia 
eria; 


n WN9 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


Sporomusa 
219878252 
nce 19143 
nibacillus 
219878250 
19159 


gi ref 


Pae 
gi 


ref 


219878233 |ref 


gi 


gi|219878216 
1967755 19691 
ertae Sedis; Thermica 
gi|219878213|ref 
1972100 19735 
Clostridium. 
219878169 |ref 
393 


ref 


gi 


gi|219878160 
2047168 20487 


ref 


219878158 
518 


gi ref 


61 1915860 Paeni 


47 Paenibacillus 


07 Virgibacillus 


07 Paenibacillus 


NR_025391.1 


NR_025389.1 


11 1917433 Thermo 


NR_025372.1 


NR_025355.1 


nus. 


NR_025352.1 


NR_025308.1 


NR_025299.1 


NR_025297.1 


b 


66 Sporomusa acidovorans Bacteria; 


Paenibacillus 
acillus azoreducens 


Thermosipho geolei 
sipho geolei Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Anaerosinus. 
103 gi|219878143|ref|NR_025282.1| Thermobacillus 
complete sequence 2070125 2071678 Thermobacillus 
Paenibacillaceae; Thermobacillus. 
103 gi|219857582|ref|NR_025170.1| Paenibacillus 
quence 2224766 2226278 Paenibacillus 
Paenibacillaceae; Paenibacillus. 
103 gi|219857581|ref|NR_025169.1| Paenibacillus 
nce 2226329 2227839 Paenibacillus kribbensis 
Paenibacillus. 
103 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
2266147 2267657 Geobacillus toebii Bacteria; 
103 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
2299447 2300877 Bosea massiliensis Bacteria; 
rhizobiaceae; Bosea. 
103 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
ipia. 
103 gi|219857521|ref|NR_025109.1| Geobacillus 
nce 2311580 2313074 Geobacillus subterraneus 
Geobacillus. 
103 gi|219857497|ref|NR_025085.1| Paenibacillus 
nce 2344786 2346268 Paenibacillus granivorans 
Paenibacillus. 
103 gi| 219857456 |ref|NR_025044.1| Caloramator 
1 sequence 2405537 2407016 Caloramator 
Clostridiales; Clostridiaceae; Caloramator. 
103 gi|219857436|ref|NR_025024.1| Paenibacillus 
nce 2431410 2432897 Paenibacillus chinjuensis 
Paenibacillus. 
103 gi|219857419|ref|NR_025007.1| Laceyella putida 


strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 


172854 Bacteria_16S 2451718 2451756 65 103 gi|219857418|ref|NR_025006.1| Seinonella 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

172854 Bacteria_16S 2453241 2453279 65 103 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 


dichotomicum strain KCTC 3667 16S ribosomal RNA, partia 
dichotomicum Bacteria; Firmicutes; Bacillales; 
172854 Bacteria_16S 2515055 2515097 61 103 
strain Z 16S ribo 
Clostridia; 
172854 Bacteria_16S 
strain DSM 12272 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
172854 Bacteria_16S 2567747 2567785 65 103 gi 
strain AN1 16S ribosomal RNA, partial sequence 


1 
gi 


Caloramator. 
103 gi 


Clostridiales; Clostridiaceae; 
2530192 2530234 61 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 
172854 Bacteria_16S 2598543 2598596 47 100 gi|219857269|ref|NR_024900.1 
strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 25994 


Firmicutes; 
172854 Bacteria_16S 


Clostridia; Clostridiales; Peptococcaceae; 
2643105 2643143 65 103 gi 


campinasensis Bacteria; Firmicutes; Bacillales; 

172854 Bacteria_16S 2661191 2661229 65 103 gi 
Bacteria; 
172854 Bacteria_16S 2679194 2679232 65 103 gi 
juripiscarius strain IS40-3 16S ribosomal RNA, partial 
juripiscarius Bacteria; Firmicutes; Bacillales; 
172854 Bacteria_16S 2778218 2778256 65 103 gi 
glycanilyticus strain DS-1 16S ribosomal RNA, partial s 
glycanilyticus Bacteria; Firmicutes; Bacillales; 


172854 Bacteria_16S 2788833 2788871 65 103 gi 


koleovorans strain TB 16S ribosomal RNA, partial sequence 
Paeni 
219857121 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
172854 Bacteria_16S 2793105 2793147 61 103 gi 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial 
haemolyticum Bacteria; Firmicutes; Clostridia; 
172854 Bacteria_16S 2827844 2827882 65 103 
strain IHB1 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 
172854 Bacteria_16S 2846147 2846185 65 103 gi 
strain ATCC 700697 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
172854 Bacteria_16S 2860083 2860121 65 


gi 


103 gi 


172854 Bacteria_16S 2874137 2874175 65 103 gi 
naganoensis strain ATCC53909 16S ribosomal RNA, partial 


naganoensis Bacteria; Firmicutes; Bacillales; Pullulaniba 
219856865 


172854 Bacteria_16S 2886391 2886433 61 103 gi 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial 


nitritogenes Bacteria; Firmicutes; Clostridia; Clostridia 


172854 Bacteria_16S 2889440 2889482 61 103 gi 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
172854 Bacteria_16S 2983580 2983618 65 103 gi 
strain JaH 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
172854 Bacteria_16S 3033615 3033657 61 103 gi 
cylindrosporum strain HC-1 16S ribosomal RNA, partial s 
172854 Bacteria_16S 3127115 3127153 65 


103 gi 


172854 Bacteria_16S 3128603 3128641 65 103 gi 
hollandicum Bacteria; Proteobacteria; Alphaproteobacter 
Hyphomicrobium. 

172854 Bacteria_16S 3202968 3203010 61 103 
strain DG-1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 


172854 Bacteria_16S 3231641 3231679 65 103 gi 


gi 


Thermoactinomycetaceae; 
219857367 
somal RNA, partial sequence 2514611 2516064 Caloramator coolhaas 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 
cl 
219857289 
2567339 25687 


De 
219857229 
campinasensis strain 324 16S ribosomal RNA, partial sequence 

Paenibaci 
219857216 
multivorans strain DM13 16S ribosomal RNA, partial sequence 26607 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Clostridia 
219856905 
2827347 28288 


219856893 


Clostridiales Fami 
219856884 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, par 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteob 
219856875 


219856863 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 28904 
Eu 
219846934 
2983106 29845 


219846900 
eq 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostrid 
219846837 
zavarzinii strain ZV-622 16S ribosomal RNA, partial seque 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; 
219846836 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial 
ia 


219846786 
3202501 32039 
s 
219846766 


sequence 2452794 24542 


ref|NR_024955.1 


ref|NR_024945.1 
ostridium. 


ref|NR_024920.1 


sulfotomaculum. 
ref|NR_024857.1 

2642624 26441 
Paenibacillus. 
ref|NR_024844.1 
58 2662094 Methy 


llaceae; 


ref |NR_024831.1 
quence 2678696 268021 
ae; Lentibacillus. 
ref|NR_024759.1 
2777747 277920 
Paenibacillus. 
NR_024752.1 


illaceae; 
ref 
27883 
bacillus. 
ref|NR_024749.1 

2792664 279412 
stridiaceae; 
ref |NR_024726.1 


equence 
les; Clo 


ref|NR_024712.1 
28456 
ly XIII. Incertae Sedis; 
ref |NR_024703.1 
tial sequence 285967 
acteria; Rhizobiales; 
ref|NR_024694.1 
equence 2873633 287517 
cillus. 
ref |NR_024684.1 

2885932 288740 
Eubacteriaceae; 


ref|NR_024682.1 


equence 
les; 


bacterium. 


ref |NR_026526.1 


NR_026492.1 
3033166 303464 
lostridiaceae; C 
NR_026429.1 
126704 312814 
ales; 
ref |NR_026428.1 
sequence 3128192 312961 
; Rhizobiales; Hyphomic 


uence 
iales; C 
nce 

Rhizobi 


ref |NR_026378.1 


poromusa. 
ref 


NR_026358.1 


6 
Thermoflavimicrobium. 


ii Bacteria; 


3 


Clo 


8 Thermoflavimicrobium 


Caloramator coolhaasii 
Firmicutes; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Paenibacillus 
1 Paenibacillus 


Methylorhabdus 


lorhabdus multivorans 
Hyphomicrobiaceae; Methylorhabdus. 
219857203 
se 
Bacillace 
219857131 
equence 
Paenibac 
219857124 


Lentibacillus 
9 Lentibacillus 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 


65 2789727 Paenibacillus koleovorans 


Clostridium 
8 Clostridium 
stridium. 
Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Mogibacterium vescum 


66 2847142 Mogibacterium vescum Bacteria; 


Mogibacterium. 
Pseudomonas 
1 2861120 Pseudomonas 


Bradyrhizobiaceae. 


Pullulanibacillus 
2 Pullulanibacillus 


Eubacterium 
8 Eubacterium 


Eubacterium. 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Clostridium 

4 Clostridium 
lostridium. 
Hyphomicrobium 
1 Hyphomicrobium 


Hyphomicrobiaceae; Hyphomicrobium. 


Hyphomicrobium 
6 Hyphomicrobium 


robiaceae; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Peptoniphilus harei 


strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Incertae Sedis; Peptoniphilus. 


172854 Bacteria_16S 


3240807 3240849 61 


103 


strain NZ35 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
172854 Bacteria_16S 
africanus strain 


Clostridiales; 


Desulfovibrio. 
172854 Bacteria_16S 


3264872 3264914 61 


Clostridiaceae; 
3242356 3242398 61 
DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; 


103 


103 


DSM 10228 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
172854 Bacteria_16S 


Clostridiales; 


aotearoense Bacteria; Firmicutes; 
Incertae Sedis; Thermoanaerobacterium. 
172854 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
172854 Bacteria_16S 


Firmicutes; 


proteoclasticus Bacteria; 
172854 Bacteria_16S 
strain DSM 5156 1 
Firmicutes; Clostridia; 
172854 Bacteria_16S 


Firmicutes; 
3374455 3374497 61 


3444841 3444883 61 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 34443 
Clostridiales; Veillonellaceae; 


Bacteria; Firmicutes; 
172854 Bacteria_16S 

strain DSM 9442 1 
Thermotogae; Thermotogales; 
172854 Bacteria_16S 


Clostridia; 
3451035 3451073 65 


3482891 3482933 61 


acetireducens strain DSM 10703 16S ribosomal RNA, partial 
Clostridia; 


acetireducens Bacteria; 
172854 Bacteria_16S 


Firmicutes; 
3529970 3530012 61 


homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3 


homopropionicum Bacteria; 
172854 Bacteria_16S 


Firmicutes; 
3531498 3531540 61 


DSM 316 16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales; 
172854 Bacteria_16S 


3532945 3532987 61 


3360871 3360909 65 
DSM 20408 16S ribosomal RNA, partial 
Bacillales; 
3365477 3365519 61 

proteoclasticus strain DSM 12679 16S ribosomal RNA, partial seque 


Clostridia; Clostridiales; 


Halanaerobiales; 


Clostridiaceae; 


Clostridiaceae; 
3322644 3322682 65 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial 
Clostridia; 


103 


103 


103 


103 


6S ribosomal RNA, partial sequence 3374001 33754 
Halobacteroidaceae; 


103 


103 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogaceae; 


103 


strain DSM 286 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
172854 Bacteria_16S 

strain DSM 8721 1 
Firmicutes; Bacillales; 
172854 Bacteria_16S 
strain DSM 8720 16S ribosomal RNA, 
Firmicutes; Bacillales; 
172854 Bacteria_16S 


Clostridiales; 
3539189 3539227 65 


Bacillaceae; 
3540761 3540799 65 


Bacillaceae; 
3550023 3550065 61 


172854 Bacteria_16S 3551554 3551596 61 


6S ribosomal RNA, partial sequence 3538695 35402 
Bacillus. 


complete sequence 3540266 35417 
Bacillus. 


103 


103 


strain IndiB4 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
172854 Bacteria_16S 


Clostridiales; 
3583340 3583382 61 


thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 
thermopalmarium Bacteria; Firmicutes; Clostridia; 


172854 Bacteria_16S 3584929 3584971 61 


faecium strain ACM 3679 16S ribosomal RNA, partial sequence 35844 
Clostridiales; Veillonellaceae; 


Bacteria; Firmicutes; 
172854 Bacteria_16S 


Clostridia; 
3761551 3761592 62 


Clostridiaceae; 


103 


103 


103 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; 
172854 Bacteria_16S 
acrylicus strain 
Bacteria; Proteobacteria; 
172854 Bacteria_16S 


3766009 3766051 61 


3778060 3778098 65 


Desulfuromonadales 


103 


W218 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


103 


strain SL1 16S ribosomal RNA, partial sequence 


Thermotogae; Thermotogales; 
172854 Bacteria_16S 


3788517 3788563 64 


AS145 16S ribosomal RNA, partial sequence 


Thermotogaceae; 


110 


Thermoanaerobactera 


Bacillaceae; 


Thermotoga. 


Clostridiales; 


Clostridiales; 


Desulfovibrionales 


Thermotoga. 


gi|219846760 
3240430 32418 
Thermobrac 
gi|219846759 
Desulfov 


gi|219846744 
3264433 32658 
Clostridiu 
219846704 
sequenc 


gi 


219846676 
sequence 
Marinoc 
219846673 


gi 


gi 


gi|219846667 
Oren 


gi| 219846613 


gi| 219846609 


gi|219846587 


gi|219846543 


gi|219846542 
3551089 35526 


gi|219846520 


gi|219846519 


gi| 219846391 


mM. 


e 


50 


87 Bacillus 


Clostridiaceae; 
ref 
03 Caloramator indicus Bacteria; 
Caloramator. 


Clostridiaceae; 
ref 
36 3585946 Phasco 


P 


ref 
96 Clostridium vincentii Bacteria; 


ref 
les; 
ref 
occus. 


ref 
nce 


ref 
sequence 3482431 3 


ref 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3 
paraputrificum Bacteria; Firmicutes; Clostridia; 


ref 


3241884 324339 
ibrionales; 


NR_026336.1 


NR_026296.1 


ref|NR_026352.1| Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
hium. 

ref|NR_026351.1| Desulfovibrio 


3 Desulfovibrio 


Desulfovibrionaceae; 


Clostridium vincentii 


Thermoanaerobacterium 


3322195 3323672 Thermoanaerobacterium 


NR_026268.1 


Thermoanaerobacterales Family III. 


Marinococcus 


3360383 3361902 Marinococcus 


NR_026265.1 


NR_026259.1 


NR_026205.1 


Caloramator 


3365034 3366453 Caloramator 
Clostridiaceae; 
ref 
76 Orenia marismortui Bacteria; 
ia. 
ref 


Caloramator. 
Orenia marismortui 


Succiniclasticum 


3445854 Succiniclasticum ruminis 


NR_026201.1 


NR_026179.1 
48393 


NR_026135.1 
54957 
c 
NR_026134.1 


NR_026111.1 


hascolarctobac 
NR_025982.1 


Succiniclasticum. 
ref 
89 Thermotoga elfii Bacteria; 


Thermotoga elfii 


Clostridium 
2 Clostridium 


Clostridiales; Clostridiaceae; Clostridium. 
103 gi|219846556|ref|NR_026148.1| Clostridium 
531006 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
103 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Sarcina. 
103 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
3532506 3533966 Sarcina ventriculi Bacteria; 
Clostridiaceae; Sarcina. 
103 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 
103 gi|219846549|ref|NR_026141.1| Bacillus clarkii 


clarkii Bacteria; 


Clostridium 

2 3551038 Clostridium 
lostridium. 
Caloramator indicus 


Clostridium 

5 Clostridium 
Clostridium. 
Phascolarctobacterium 
larctobacterium faecium 
terium. 

Geobacter chapelleii 


3761076 3762547 Geobacter chapelleii Bacteria; 


219846387 
37655 


gi 


gi|219846378 
3777587 37790 


gi|219846371 


; Geobacteraceae; 
ref 
67 3766920 Desulf 


’ 


Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 


ref 
67 Thermotoga subterranea Bacteria; 


ref 
3788062 3789489 Ehrlichia muris Bacteria; 


Geobacte 
NR_025978.1 


Desulfovibrion 
NR_025969.1 


r. 

Desulfovibrio 

ovibrio acrylicus 
aceae; Desulfovibrio. 
Thermotoga subterranea 


Ehrlichia muris strain 


NR_025962.1 


Proteobacteria; 


172854 Bacteria_16S 3791545 3791587 68 110 gi|219846369|ref|NR_025960.1 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
172854 Bacteria_16S 3831171 3831213 61 103 gi|219846341|ref|NR_025931.1 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Rumino 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
172854 Bacteria_16S 3834059 3834101 61 103 gi|219846339|ref|NR_025929.1 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

172854 Bacteria_16S 3870403 3870441 65 103 gi| 219846315 |ref|NR_025905.1 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 387139 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Arcobacter. 

172854 Bacteria_16S 3879667 3879709 61 103 gi|219846309|ref|NR_025899.1 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 38807 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

172854 Bacteria_16S 3904335 3904373 65 103 gi|219846292|ref|NR_025882.1 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 390383 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
172854 Bacteria_16S 3911966 3912004 65 103 gi|219846286|ref|NR_025876.1 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 391285 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 
172854 Bacteria_16S 3944862 3944900 65 103 gi|219846262|ref|NR_025852.1 
strain PW2 16S ribosomal RNA, partial sequence 3944448 39458 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
172854 Bacteria_16S 3949245 3949283 65 103 gi| 219846259 |ref|NR_025849.1 
strain 101 16S ribosomal RNA, partial sequence 3948831 39502 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
172854 Bacteria_16S 4066048 4066090 61 103 gi|219846175|ref|NR_025765.1 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
172854 Bacteria_16S 4082829 4082867 65 103 gi|219846164|ref|NR_025754.1 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 408382 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
172854 Bacteria_16S 4105265 4105303 65 103 gi| 219846149 |ref|NR_025739.1 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

172854 Bacteria_16S 4197103 4197145 61 103 gi|219846077|ref|NR_025667.1 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

172854 Bacteria_16S 4198529 4198567 65 103 gi|219846076|ref|NR_025666.1 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 419951 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
172854 Bacteria_16S 4209086 4209124 65 103 gi| 219846069 |ref|NR_025659.1 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

172854 Bacteria_16S 4222820 4222858 65 103 gi|219846056|ref|NR_025646.1 
strain 34633 16S ribosomal RNA, partial sequence 4222451 42238 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
172854 Bacteria_16S 4228841 4228879 70 108 gi|219846049|ref|NR_025639.1 
strain SW49 16S ribosomal RNA, partial sequence 4228378 42297 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
172854 Bacteria_16S 27685 27722 71 108 gi|265679045|ref|NR_029353.1 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
172854 Bacteria_16S 88009 88046 71 108 gi|265679004|ref|NR_029312.1 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
172854 Bacteria_16S 90995 91036 62 103 gi|265679002|ref|NR_029310.1 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

172854 Bacteria_16S 287810 287843 71 104 gi| 265678868 |ref|NR_029174.1 
strain ATCC 23391 16S ribosomal RNA, partial sequence 287341 288773 Mycopl 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 299992 300025 71 104 gi|265678860|ref|NR_029166.1 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
172854 Bacteria_16S 424968 425005 71 108 gi|265678771|ref|NR_029076.1 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteri 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

172854 Bacteria_16S 483139 483192 47 100 gi| 265678729 |ref|NR_029034.1 


acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 


acidaminovorans B 


acteria; Synergistetes; Synergistia; 


Synergistales; 


Acholeplasma oculi 


oculi Bacteria; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


Arcobacter 
1 Arcobacter 


Campy lobacteraceae; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Paenibacillus 
4 3905341 Paenibacillus 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 

Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Paenibacillus 
2 Paenibacillus 


Paenibacillus lactis 
lactis Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Paenibacillus 
0 Paenibacillus 


Lentibacillus 
acillus salicampi 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Coenonia anatina 


Coenonia anatina Bacteria; 


Capnocytophaga 
Capnocytophaga 
iaceae; Capnocytophaga. 
Natroniella acetigena 


Natroniella acetigena Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma 
Mycoplasma 


Formosa algae strain 
a; Bacteroidetes; 


482698 484170 
Synergistace 


Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 


172854 Bacteria_16S 


520014 520051 71 


108 gi 


micromati strain R-9192 16S ribosomal RNA, partial sequ 


Bacteria; 
172854 Bacteria_16S 


Bacteroidetes; 


degerlachei strain R-9106 16S ribosomal 
Bacteroidetes; 
570410 570447 71 
ribosomal RNA, partial sequence 
Sphingobacteria; 
591332 591369 71 


degerlachei Bacteria; 
172854 Bacteria_16S 

strain K 1/K2 16S 
Bacteroidetes; 
172854 Bacteria_16S 


Flavobacteria; Flavobacteriale 
521542 521579 71 108 gi 
RNA, partial se 


Fla 
gi 


Flavobacteria; 
108 


Sphingobacteriales; 
108 


Sph 
gi 


thermohalophila strain Fru22 16S ribosomal RNA, partial 


thermohalophila Bacteria; 
172854 Bacteria_16S 
mesophilus strain 
Bacteria; Bacteroidetes; 
172854 Bacteria_16S 


Bacteroidetes; 
172854 Bacteria_16S 


Bacteroidetes; 
601832 601869 71 
2SM29 16S ribosomal RNA, partial sequ 
Flavobacteria; 
744456 744493 71 
strain LAl 16S ribosomal RNA, partial sequence 
Flavobacteria; 
803356 803389 71 
strain PG14 16S ribosomal RNA, partial sequence 


Bacteroidia; B 
108 gi 


Flavobacteriale 
108 gi 


Flavoba 
gi 


Flavobacteriales; 
104 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


172854 Bacteria_16S 


841429 841474 64 


109 gi 


alkaliphilum strain 24 16S ribosomal RNA, partial seque 


Bacteria; 
172854 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Oceanosp 
888212 888269 46 


103 gi 


flava strain AS 4.1520 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Saccharopolyspora. 
172854 Bacteria_16S 
litoralis strain 
Bacteria; 
172854 Bacteria_16S 


934534 934575 62 
JS5 16S ribosomal RNA, partial sequenc 
Proteobacteria; Deltaproteobacteria; Bdellovi 
936061 936102 62 

strain SJ 16S ribosomal RNA, partial sequence 


103 gi 


103 gi 


Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


172854 Bacteria_16S 


973125 973170 64 
strain WSU 86/1044 16S ribosomal RNA, 


109 gi 
complete sequence 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


172854 Bacteria_16S 
insulare strain K 
Bacteria; 
172854 Bacteria_16S 
acidifaciens strain A40 
Bacteria; Bacteroidetes; 
172854 Bacteria_16S 
serovar 3 str. 


1051097 1051142 64 
16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Oceanosp 
1105162 1105199 71 


109 gi 


108 gi 


16S ribosomal RNA, partial sequ 
Bacteroidia; 
1121929 1121962 71 
ATCC 27815 16S ribosomal RNA, partial se 


Ba 
gi 


Bacteroidales; 
104 


serovar 3 str. 


172854 Bacteria_ 
ATCC 700755 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Bacteria; 


ATCC 27815 Bacteria; 


Tenericutes; Mollic 
108 gi 


16S 1167200 1167237 71 


Flavobacteria; Flavobacteriale 


1166738 


172854 Bacteria_16S 1171795 1171848 47 


peptidovorans DSM 11002 
peptidovorans DSM 11002 
Dethiosulfovibrio. 

172854 Bacteria_16S 
ochracea DSM 7271 
7271 Bacteria; 
172854 Bacteria_16S 


1173386 1173423 71 
16S ribosomal RNA, partial sequence 
Bacteroidetes; 
1214158 1214203 64 
strain Eplumel 16S ribosomal RNA, partial sequence 


100 gi 


16S ribosomal RNA, partial sequ 
Bacteria; 


Synergistetes; Synerg 


108 gi 


Flavobacte 
109 gi 


Flavobacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


172854 Bacteria_16S 


Bacteria; 
172854 Bacteria_16S 


Bacteroidetes; 


1295482 1295519 71 
ATCC 43183 16S ribosomal RNA, partial sequence 
Bacteroidia; 
1366879 1366924 64 
strain E58 16S ribosomal RNA, complete sequence 


108 gi 


Ba 
gi 


Bacteroidales; 
109 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


172854 Bacteria_16S 


Flavobacteria; 
172854 Bacteria_16S 
strain MP145 16S 


1374592 1374629 71 
OT-1 16S ribosomal RNA, partial sequence 
Flavobacteriales; 
1392507 1392540 71 
ribosomal RNA, partial sequence 


108 gi 


Kor 
gi 


Flavobacteriaceae; 
104 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


172854 Bacteria_16S 


1489722 1489779 47 


103 gi 


strain IBS G15036 16S ribosomal RNA, partial sequence 


265678705 
ence 51954 
s; Flavoba 
265678704 
quence 

vobacteria 
265678672 


569932 57142 


ingobacter 
265678658 
sequence 
acteroidal 
265678651 
ence 60134 
s; Flavoba 
265678550 


744001 74541 


cteriaceae 
265678510 


802889 80433 


265678485 
nce 84098 
irillales; 
265678452 
nce 88778 
ales; Pseu 


265678422 
e 93405 
brionales; 
265678421 


935581 93704 


Bacteriov 
265678395 
97261 


265678343 

10506 
irillales; 
265678305 
ence 11046 
cteroidace 
228715451 
quence 
utes; Myco 
228719858 
11681 
s; Flavoba 
228719312 
ence 11713 
istia; Syn 


228719222 

11729 
riales; Fl 
224581436 


1213697 12151 


Halomonad 
224581415 


1295007 12963 


cteroidace 
228718799 


1366379 13679 


228717906 


1374101 1375614 Kordi 


dia. 
228716184 


1392046 13934 


219846947 


ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref |NR_028977.1 


iaceae; Pedobact 
ref|NR_028963.1 

590846 592357 
es; Marinilabiac 
ref|NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref |NR_028854.1 
8 Psychroflexus 
; Psychroflexus. 
ref |NR_028813.1 


ref |NR_028788.1 
1 842417 Marino 
Marinospirillum 
ref|NR_028754.1 
3 889225 Saccha 
donocardineae; P 


ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref |NR_028697.1 
7 974173 Waddli 


ref|NR_028645.1 
31 1052062 Marino 
Marinospirillum 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides. 
ref |NR_027532.1 

1121455 112289 


Flavobacterium 
acterium micromati 
obacterium. 

Flavobacterium 

Flavobacterium 
iaceae; Flavobacterium. 

Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Gelidibacter 

bacter mesophilus 

dibacter. 
Psychroflexus tropicus 
tropicus Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Marinospirillum 
spirillum alkaliphilum 

Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 
Waddlia chondrophila 
a chondrophila Bacteria; 


Marinospirillum 
spirillum insulare 

Bacteroides 
oides acidifaciens 


Ureaplasma parvum 
3 Ureaplasma parvum 


plasmataceae; Ureaplasma. 
ref|NR_027586.1| Psychroflexus torquis 
92 Psychroflexus torquis ATCC 700755 
cteriaceae; Psychroflexus. 


ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref|NR_027218.1 


aceae; 
ref|NR_027196.1 
48 Bacteroides 
ae; Bacteroides. 
ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027568.1 
a algicida OT-1 


ref|NR_027548.1 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonas. 


Bacteroides stercoris 


stercoris ATCC 43183 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_026539.1 


Corynebacterium durum 


1489276 1490698 Corynebacterium durum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 

172854 Bacteria_16S 1530263 1530320 46 103 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

172854 Bacteria_16S 1536307 1536364 46 103 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

172854 Bacteria_16S 1544128 1544165 71 108 gi|219857262|ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

172854 Bacteria_16S 1627368 1627405 71 108 gi|219878458|ref|NR_025597.1| Flavobacterium 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavobacterium frigoris 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

172854 Bacteria_16S 1662401 1662458 46 103 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 

172854 Bacteria_16S 1712776 1712813 71 108 gi| 219878399 |ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
172854 Bacteria_16S 1714312 1714349 71 108 gi|219878398|ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

172854 Bacteria_16S 1715846 1715883 71 108 gi| 219878397 |ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

172854 Bacteria_16S 1717400 1717437 71 108 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

172854 Bacteria_16S 1718922 1718959 71 108 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

172854 Bacteria_16S 1785594 1785631 71 108 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

172854 Bacteria_16S 1835837 1835894 46 103 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

172854 Bacteria_16S 2064453 2064486 70 103 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

172854 Bacteria_16S 2096618 2096655 71 108 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

172854 Bacteria_16S 2179886 2179923 71 108 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
172854 Bacteria_16S 2181402 2181439 71 108 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
172854 Bacteria_16S 2192083 2192120 64 101 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

172854 Bacteria_16S 2198153 2198186 71 104 gi|219857600|ref|NR_025188.1| Mycoplasma oxoniensis 
strain 128 16S ribosomal RNA, partial sequence 2197691 2199139 Mycoplasma oxoniensis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 2199652 2199685 71 104 gi|219857599|ref|NR_025187.1| Mycoplasma mustelae 
strain MX9 16S ribosomal RNA, partial sequence 2199190 2200637 Mycoplasma mustelae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 2201148 2201181 71 104 gi|219857598|ref|NR_025186.1| Mycoplasma moatsii 
strain MK405 16S ribosomal RNA, partial sequence 2200688 2202148 Mycoplasma moatsii Bacteria; 


Tenericutes; Mollicutes; Mycoplasmatace 
172854 Bacteria_16S 
strain 486 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Mycoplasmatace 
172854 Bacteria_16S 


2204183 2204216 71 


2205682 2205715 71 


ae; Mycoplasma. 


104 


equence 
ae; Mycoplasma. 


104 


gi| 219857596 
2203720 22051 


ref|NR_025184.1 


gi|219857595 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


ref|NR_025183.1 


Mycoplasma 


gallopavonis strain WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycoplasma gallopavonis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


172854 Bacteria_16S 
strain H831 16S ribosomal RNA, partial 


172854 Bacteria_16S 
strain MMP-4 16S ribosomal RNA, partial 
Tenericutes; Mollicutes; 
172854 Bacteria_16S 
strain RG-2C 16S ribosomal RNA, partial 
Tenericutes; Mollicutes; 
172854 Bacteria_16S 
strain BbT2g 16S ribosomal RNA, partial 
Tenericutes; Mollicutes; 


2208708 2208741 71 


104 
sequence 


gi 


104 
sequence 


gi 


104 
sequence 


gi 


104 
sequence 


gi 


219857593 


2208244 22096 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2211737 2211770 71 


219857591 


2211275 22127 
Mycoplasmataceae; Mycoplasma. 
2213237 2213270 71 


219857590 


2212774 22142 
Mycoplasmataceae; Mycoplasma. 
2214735 2214768 71 


219857589 


2214274 22157 
Mycoplasmataceae; Mycoplasma. 


ref|NR_025181.1 


ref|NR_025179.1 
ref 


NR_025178.1 


ref|NR_025177.1 


172854 Bacteria_16S 


strain 1340 16S ribosomal RNA, partial 
Tenericutes; Mollicutes; Mycoplasmatace 


172854 Bacteria_16S 


2216233 2216266 71 


2280421 2280454 71 


104 


sequence 
ae; Mycoplasma. 


104 


strain 852 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


172854 Bacteria_16S 


marinus strain srl2 16S ribosomal RNA, partial sequence 
Synergistetes; 


Bacteria; 
172854 Bacteria_16S 


strain E42 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Mycoplasmatace 


172854 Bacteria_16S 


equigenitalium strain T37 16S ribosomal 
equigenitalium Bacteria; 


172854 Bacteria_16S 


spermatophilum strain AH159 16S ribosomal RNA, partial 
spermatophilum Bacteria; 


172854 Bacteria_16S 
strain HRC292 16S 


172854 Bacteria_16S 
strain MH5408 16S 


172854 Bacteria_16S 


strain PG15 16S ribosomal RNA, partial 
Tenericutes; Mollicutes; Mycoplasmatace 


172854 Bacteria_16S 


strain R171 16S ribosomal RNA, partial 
Tenericutes; Mollicutes; Mycoplasmatace 


172854 Bacteria_16S 


strain PG30 16S ribosomal RNA, partial 
Tenericutes; Mollicutes; Mycoplasmatace 


172854 Bacteria_16S 
strain MMP-1 16S 


172854 Bacteria_16S 


columbinasale strain 694 16S ribosomal 
columbinasale Bacteria; 


172854 Bacteria_16S 


strain G122 16S ribosomal RNA, partial 
Tenericutes; Mollicutes; Mycoplasmatace 


172854 Bacteria_16S 
strain IL371 16S 


172854 Bacteria_16S 
strain Loup-1 16S 
Bacteroidetes; 
172854 Bacteria_16S 


frigidarium strain A2i 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 
172854 Bacteria_16S 


psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; 


Methylobacter. 
172854 Bacteria_16S 


cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


172854 Bacteria_16S 


ribosomal RNA, partia 
Tenericutes; Mollicutes; Mycoplasmatace 


ribosomal RNA, partia 
Tenericutes; Mollicutes; Mycoplasmatace 


ribosomal RNA, partial 
Tenericutes; Mollicutes; Mycoplasmatace 


ribosomal RNA, partial 
Tenericutes; Mollicutes; Mycoplasmatace 


ribosomal RNA, partia 
Bacteroidia; 


Bacteroidetes; 


2351234 2351287 47 


Synergistia; 


2365087 2365120 71 


2366597 2366630 71 


2368107 2368140 71 


2369589 2369622 71 


2371100 2371133 71 


2372609 2372642 71 


2374115 2374148 71 


2375626 2375659 71 


2377139 2377172 71 


2378647 2378680 71 


2380153 2380186 71 


2389327 2389360 71 


2393892 2393929 71 


Bacteroidales; 
2433433 2433470 71 


Flavobacteria; 
2439476 2439521 64 


Proteobacteria; 


2474286 2474319 71 


2475781 2475814 71 


100 


Synergistales; 


104 


equence 
ae; Mycoplasma. 


104 


RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; M 


104 


104 


1 sequence 
ae; Mycoplasma. 


104 


1 sequence 
ae; Mycoplasma. 


104 


sequence 
ae; Mycoplasma. 


104 


sequence 
ae; Mycoplasma. 


104 


sequence 
ae; Mycoplasma. 


104 


sequence 
ae; Mycoplasma. 


104 


RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; 


104 


sequence 
ae; Mycoplasma. 


104 


sequence 
ae; Mycoplasma. 


108 


1 sequence 


108 


109 


104 


104 


strain 4822 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


complete sequence 
Gammaproteobacteria; Methyloc 


219857588 |ref 


gi 


NR_025176.1 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


2215772 2217221 Mycoplasma anatis Bacteria; 


219857546 |ref 


gi 


NR_025134.1 


Mycoplasma phocirhinis 


2279959 2281414 Mycoplasma phocirhinis Bacteria; 


219857493 /|ref 


gi 


Synergistaceae; 
gi| 219857483 |ref 


2350796 2352265 Dethio 


NR_025081.1 


Dethiosulfov 
NR_025071.1 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Mycoplasma elephantis 


2364627 2366086 Mycoplasma elephantis Bacteria; 


219857482 |ref 


gi 


219857481 
sequence 


gi ref 


219857480 |ref 


gi 


2366137 236759 


2367647 236907 
Tenericutes; Mollicutes; Mycoplasmataceae; M 


NR_025070.1 


ycoplasma. 
NR_025069.1 


ycoplasma. 
NR_025068.1 


Mycoplasma 
6 Mycoplasma 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


2369126 2370587 Mycoplasma primatum Bacteria; 


219857479 |ref 


gi 


NR_025067.1 


Mycoplasma opalescens 


2370638 2372093 Mycoplasma opalescens Bacteria; 


219857478 |ref 


gi 


NR_025066.1 


Mycoplasma maculosum 


2372144 2373602 Mycoplasma maculosum Bacteria; 


219857477 |ref 


gi 


NR_025065.1 


Mycoplasma lipofaciens 


2373653 2375108 Mycoplasma lipofaciens Bacteria; 


219857476|ref 


gi 


NR_025064.1 


Mycoplasma iners 


2375159 2376625 Mycoplasma iners Bacteria; 


219857475 |ref 


gi 


NR_025063.1 


Mycoplasma columbinum 


2376676 2378132 Mycoplasma columbinum Bacteria; 


219857474 |ref 


gi 


My 


gi|219857473|ref 


2378183 237964 


NR_025062.1 


coplasma. 
NR_025061.1 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


2379691 2381146 Mycoplasma caviae Bacteria; 


219857467 |ref 


gi 


NR_025055.1 


Mycoplasma microti 


2388858 2390292 Mycoplasma microti Bacteria; 


219857464 |ref 


gi 


2393419 2394884 Porphyromonas 
Porphyromonadaceae; 


Porphy 
gi| 219857432 |ref 
Flavobacter 


gi| 219857428 |ref 


219857400|ref 


gi 


My 


2432948 2434422 Flavob 
Vv 


2438995 244052 


2473825 247526 


NR_025052.1 


romonas. 
NR_025020.1 


iaceae; Fla 
NR_025016.1 


occales; Met 


NR_024988.1 


coplasma. 


219857399 |ref 


gi 


Porphyromonas gulae 
gulae Bacteria; 


Flavobacterium 

acterium frigidarium 

obacterium. 
Methylobacter 

1 Methylobacter 

hylococcaceae; 


Mycoplasma 
8 Mycoplasma 


NR_024987.1 


Mycoplasma fastidiosum 


2475319 2476773 Mycoplasma fastidiosum Bacteria; 


172854 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


172854 Bacteria_16S 
holothuriorum str 


holothuriorum Bac 
Salegentibacter. 


172854 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


172854 Bacteria_16S 
n KMM 3674 16S ribosomal RNA, partial 
Flavobacteria; 


troitsensis strai 
troitsensis Bacte 


172854 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


172854 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; 


minutulum strain 
minutulum Bacteri 


pneumoniae strain 
pneumoniae Bacter 


172854 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillale 


caldus strain KU 


Proteobacteria; G 


172854 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


172854 Bacteria_16S 
n RH-8 16S ribosomal RNA, partial sequence 30784 
acteria; Deltaproteobacteria; Desulfurel 
172854 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


propionica strain 
Bacteria; Proteob 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


172854 Bacteria_16S 
ain Bn9 16S ribosomal RNA, 
teria; Chlamydiae; Chlamydiales; Parac 
172854 Bacteria_16S 
aeronauticum strain DSM 10349 16S ribosomal RNA, partia 


acanthamoebae str 
acanthamoebae Bac 


aeronauticum Bact 


172854 Bacteria_16S 


Clostridia; 
172854 Bacteria_16S 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 
172854 Bacteria_16S 


2632304 2632341 71 


avobacteria; 
2691159 2691196 71 


teria; Bacteroidetes; 
2706149 2706206 46 


teria; Firmicutes; 


2737817 2737854 71 


ria; Bacteroidetes; 


2742212 2742249 71 


idetes; Flavobacteria; 
2887918 2887959 62 


Clostridiales; 
2927484 2927529 64 


2982015 2982060 64 


2997247 2997292 64 


3015545 3015582 71 


cteroidia; Bacteroidales; 


3078933 3078974 62 


3080509 3080550 62 


3082085 3082126 62 
teria; Proteobacteria; 


3233198 3233243 64 


3246891 3246944 47 


Firmicutes; 
3392667 3392704 71 


eria; 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


S ribosomal RNA, partial sequence 


108 gi 


108 gi 


ain KMM 3524 16S ribosomal RNA, partia 
Flavobacteria; 


103 gi 


ain T-2-2 16S ribosomal RNA, partial s 
Bacillales; 


108 gi 


108 gi 


T-82 16S ribosomal RNA, partial sequence 
Flavobacteriale 


103 gi 


109 gi 


109 gi 


109 gi 


108 gi 


30 


Porphyromonadaceae; 


103 gi 


103 gi 


U-8 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfurel 
172854 Bacteria_16S 
ain K-119 16S ribosomal RNA, partial s 


103 gi 


strain ATCC 43185 16S ribosomal RNA, partial sequence 


Bacteroidetes; Ba 


172854 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


172854 Bacteria_16S 


strain CIP 103259 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
172854 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


172854 Bacteria_16S 
ain VPB 4874 16S ribosomal RNA, partia 
Bacteroidia; 


cangingivalis str 
cangingivalis Bac 


172854 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


172854 Bacteria_16S 


cteroidia; Bacteroidales; 
3409407 3409444 71 


16S ribosomal RNA, partial sequence 


idetes; Bacteroidia; 
3413908 3413965 47 


16S ribosomal RNA, partial sequence 


3546982 3547019 71 


108 gi 


F 


Bacilla 


Flavobacte 


219857237 


2631843 26332 
Flavobacteriaceae; 


219857195 
1 
lavobac 


219857184 
equence 
le 

219857162 
sequence 


219857159 


Ss; 
219856864 


6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


219856838 
sequence 


219846935 


TW-183 16S ribosomal RNA, partial sequence 
ia; Chlamydiae; Chlamydiales; Chlamydi 


aceae; 
219846925 


Ss; 
219846913 
15068 30165 


219846869 


lales; 
219846868 
30800 
lales; 
219846867 
equence 


219846545 


6S ribosomal RNA, partial sequence 3546505 35479 


cteroidia; Bacteroidales; 


3548515 3548552 71 


teria; Bacteroidetes; 
3588006 3588047 62 


n A63 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfurel 
172854 Bacteria_16S 
ATCC 33612 16S ribosomal RNA, partial 
Bacteroidetes; 


3604970 3605007 71 
612 Bacteria; 


3606507 3606544 71 


Porphyromonadaceae; 


108 gi 


103 gi 


lales; Desulfurellaceae; 

108 gi|219846503|ref|NR_026095.1 
sequence 3604483 360597 
Flavobacteria; Flavobacteriales; Fl 
108 gi|219846502|ref|NR_026094.1 


Bac 


Po 
219846544 
1 sequence 
teroidales 
219846517 
e 35875 


gingivalis strain ATCC 33624 16S ribosomal RNA, partial sequence 
gingivalis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 


sequence 
ter 


s Family 


ria 


27417 
Flavobacter 


Oceanosp 


Chl 


Acidith 


Dy 


Desul 


Desul 


nomycineae; 


ref |NR_024865.1 
Fl 
ref |NR_024823.1 

2690706 269211 
iales; 


ref|NR_024812.1 
2705678 270719 
XII. Incertae S 
ref|NR_024790.1 

2737379 273875 
les; Flavobacter 
ref|NR_024787.1 
27 2743201 Flavob 
iaceae; 
NR_024683.1 


ref 


ref|NR_024657.1 
2927022 292847 
irillales; Marin 
ref|NR_026527.1 
2981577 298305 
amydophila. 
ref|NR_026517.1 


iobacillaceae; 
ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 
ref|NR_026461.1 
57 3079982 Desulf 
furellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
furellaceae; 
ref|NR_026459.1 
3081609 308313 


Actinomycetace 
ref |NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref|NR_026136.1 

3548038 354952 
7 Po 
ref|NR_026109.1 
07 3589069 Desulf 


rphyromonadaceae; 


Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
avobacterium. 


Salegentibacter 
7 Salegentibacter 


Flavobacteriaceae; 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Flavobacterium 
acterium limicola 


Flavobacterium. 


Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 
Eubacterium. 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Chlamydophila 
5 Chlamydophila 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Dysgonomonas gadei 


gadei Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 


Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
109 gi|219846765|ref|NR_026357.1| Parachlamydia 
complete sequence 3232707 3234247 Parachlamydia 
hlamydiaceae; Parachlamydia. 
100 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
1 sequence 3246473 3247948 Desulfotomaculum 
Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
108 gi|219846650|ref|NR_026242.1| Bacteroides caccae 
3392191 3393612 Bacteroides caccae Bacteria; 
Bacteroidaceae; Bacteroides. 
108 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
3408932 3410401 Porphyromonas catoniae 
Bacteroidales; Porphyromonadaceae; Porphyromonas. 
103 gi|219846635|ref|NR_026227.1| Actinomyces israelii 
3413473 3414913 Actinomyces israelii Bacteria; 


ae; Actinomyces. 
Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 

1 Porphyromonas 
Porphyromonas. 
Desulfurella 
urella acetivorans 
Desulfurella. 
Capnocytophaga 

1 Capnocytophaga 
avobacteriaceae; 


3606022 360747 


Capnocytophaga 
4 Capnocytophaga 


172854 Bacteria_16S 
strain G145 16S r 
Tenericutes; Moll 
172854 Bacteria_16S 
strain D6-1 16S r 
Tenericutes; Moll 
172854 Bacteria_16S 
strain C8ST5 16S 
Bacteroidetes; Fl 
172854 Bacteria_16S 
strain PG43 16S r 
Tenericutes; Moll 


172854 Bacteria_16S 3779587 3779620 71 104 gi| 219846377 |ref|NR_025968.1 
strain UC/MF 16S ribosomal RNA, partial sequence 3779118 37805 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 3782606 3782639 71 104 gi|219846375|ref|NR_025966.1 
leopharyngis strain LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycopl 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 3784089 3784122 71 104 gi|219846374|ref|NR_025965.1 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycopl 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 3785560 3785593 71 104 gi| 219846373 |ref|NR_025964.1 
strain LX 16S ribosomal RNA, partial sequence 3785096 37865 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 3787045 3787078 71 104 gi| 219846372 |ref|NR_025963.1 
strain PU 16S ribosomal RNA, partial sequence 3786577 37880 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 3814343 3814380 71 108 gi|219846353|ref|NR_025944.1 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 3813879 381534 
salegens Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
172854 Bacteria_16S 3841618 3841675 46 103 gi|219846334|ref|NR_025924.1 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halana 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobiw 
172854 Bacteria_16S 3843181 3843218 71 108 gi| 219846333 |ref|NR_025923.1 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 384417 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
172854 Bacteria_16S 3856760 3856793 71 104 gi|219846324|ref|NR_025914.1 
strain 17529 16S ribosomal RNA, partial sequence 3856288 38577 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 3858246 3858279 71 104 gi|219846323|ref|NR_025913.1 
strain DD 16S ribosomal RNA, partial sequence 3857775 38592 


Tenericutes; Moll 
172854 Bacteria_16S 
strain BV1 16S ri 
Tenericutes; Moll 
172854 Bacteria_16S 
strain HAR-13 16S 


172854 Bacteria_16S 
strain FT2-B 16S 
Tenericutes; Moll 
172854 Bacteria_16S 
strain A417 16S r 
Tenericutes; Moll 
172854 Bacteria_16S 
canigenitalium st 
canigenitalium Ba 
172854 Bacteria_16S 
strain DSK1 16S r 
Proteobacteria; G 
172854 Bacteria_16S 
strain KMM 6029 1 
Bacteroidetes; Fl 
172854 Bacteria_16S 
strain KMM 6020 1 
Bacteroidetes; Fl 
172854 Bacteria_16S 
strain KMM 6034 1 
Bacteroidetes; Fl 
172854 Bacteria_16S 


ibosomal RNA, partial 
icutes; Mycoplasmatace 


icutes; Mycoplasmatace 


icutes; Mycoplasmatace 


ribosomal RNA, 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


6S ribosomal RNA, part 
avobacteria; 


6S ribosomal RNA, part 
avobacteria; 


6S ribosomal RNA, part 
avobacteria; 


3691371 3691404 71 


3884399 3884432 71 


3895235 3895280 64 
complete seq 


3907458 3907491 71 


3908981 3909014 71 


3910511 3910544 71 


3952335 3952380 64 


3981721 3981758 71 


Flavobacteriale 
3987668 3987705 71 


Flavobacteriale 
3989146 3989183 71 


Flavobacteriale 
3992129 3992166 71 


104 


sequence 
ae; Mycoplasma. 


ae; Mycoplasma. 


ae; Mycoplasma. 


104 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


109 
uence 


104 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


104 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Mor 


gi|219846443 


3690909 36923 


gi|219846306 
3883911 38853 


gi| 219846298 
3894733 38962 


gi| 219846289 
3906969 39084 


gi| 219846288 
3908492 39099 


mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 


mishustinae Bacteria; 


Bacteroidetes; 


Flavobacteria; 


104 gi| 219846287 
sequence 
lasmatacea 

109 gi|219846257 

3951843 39533 
itellace 

108 gi| 219846237 

ial sequence 3981260 39826 

s; Flavobacteriaceae 

108 gi| 219846233 

ial sequence 3987206 39886 
s; Flavobacteriaceae 

108 gi| 219846232 

ial sequence 3988683 39901 
s; Flavobacteriaceae 

108 gi| 219846230 
Flavobacteria 


ref 


3700352 3700385 71 104 gi|219846436|ref|NR_026027.1 
ibosomal RNA, partial sequence 3699882 37013 
icutes; Mycoplasmataceae; Ureaplasma. 

3701874 3701911 71 108 gi|219846435|ref|NR_026026.1 
ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

3755446 3755479 71 104 gi|219846395|ref|NR_025986.1 
ibosomal RNA, partial sequence 3754983 37564 


ref 


ref 


ref 


ref 


ref 


e; U 
ref 


ae; 
ref 
> Bi 
ref 
; Aq 
ref 
7 Gi 
ref 


3910020 39114 


NR_026034.1 


NR_025896.1 


NR_025888.1 


NR_025879.1 


NR_025878.1 


NR_025877.1 
9 
reaplasma. 
NR_025847.1 


Moritella. 
NR_025827.1 


zionia. 
NR_025823.1 


uimarina. 
NR_025822.1 


llisia. 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Gelidibacter algens 


algens Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 
asma leopharyngis 


Mycoplasma 
asma leonicaptivi 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Halanaerobium 
erobium lacurosei 
m. 
Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Moritella japonica 


48 Moritella japonica Bacteria; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


NR_025820.1 


Salegentibacter 


3991660 3993097 Salegentibacter 


les; 


Flavobacter 


iaceae; Salegentibacter. 


172854 Bacteria_16S 
epiphytica strain 
epiphytica Bacteria; 
172854 Bacteria_16S 


thalassocola strain KMM 3907 16S riboso 


thalassocola Bacteria; 
Winogradskyella. 
172854 Bacteria_16S 


strain KMM 3941 16S ribosomal RNA, part 
Flavobacteria; 


Bacteroidetes; 
172854 Bacteria_16S 


4014600 4014637 71 


4016079 4016116 71 


4093368 4093405 71 


4162105 4162142 71 


108 


Flavobacteria; 


108 


108 


Flavobacteriales; 


108 


gi 


gi 


gi 


gi 


219846213 


KMM 3906 16S ribosomal RNA, partial sequence 


Bacteroidetes; Flavobacteriales; 


219846212 


mal RNA, partial sequence 


Bacteroidetes; Flavobacteria; Flavobacteriales; 


219846157 


219846106 


ref|NR_025803.1 


ref|NR_025802.1 


ref|NR_025747.1 


Arenibacter. 
ref|NR_025696.1 


Winodgradskyella 


4014130 4015556 Winodgradskyella 
Flavobacteriaceae; Winogradskyella. 


Winogradskyella 


4015607 4017035 Winogradskyella 
Flavobacteriaceae; 


Arenibacter certesii 


ial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
Flavobacteriaceae; 


Algibacter lectus 


strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 


Bacteroidetes; 
172854 Bacteria_16S 


Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 
1974 2030 47 103 gi|265679062|ref|NR_029370.1 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 


172854 Bacteria_16S 20085 20141 47 103 gi|265679050|ref|NR_029358.1 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Burkholderia; Burkholderia cepacia complex. 

172854 Bacteria_16S 68621 68677 47 103 gi|265679018|ref|NR_029326.1 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 


camporealensis Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 


172854 Bacteria_16S 


118736 118792 47 


103 


gi 


265678983 


Actinomycetales; 


ref|NR_029291.1 


cellulans strain 
cellulans Bacteri 
Promicromonospora 


ceae; Cellulosimicrobium. 


DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 


172854 Bacteria_16S 


123327 123383 47 


103 


strain CE40 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


172854 Bacteria_16S 


136944 137000 47 


103 


strain 27 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


172854 Bacteria_16S 


138503 138559 47 


103 


strain ST26 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


172854 Bacteria_16S 


140032 140088 47 


103 


strain ST50 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


172854 Bacteria_16S 
strain C4D1M 16S 


172854 Bacteria_16S 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 


Bacteria; 
172854 Bacteria_16S 


strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


172854 Bacteria_16S 
pyrrocinia strain 
Bacteria; 


234664 234720 47 


236300 236356 47 


237882 237938 47 


239431 239487 47 


Burkholderia cepacia complex. 


172854 Bacteria_16S 


241017 241073 47 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


103 


103 


103 


103 


strain 717 16S ribosomal RNA, partial sequence 


complex. 
172854 Bacteria_16S 


244187 244243 47 


103 


strain LC 1 16S ribosomal RNA, partial sequence 


Firmicutes; 
172854 Bacteria_16S 
xenovorans strain 
Bacteria; 
172854 Bacteria_16S 
strain MCRL 0044 


Clostridia; 


256147 256203 47 


265121 265177 47 


103 


103 


gi 


122905 124298 Cellulomonas 
Cellulomonadaceae; 


gi 


136495 138004 Oerskovia tur 
ococcineae; 


gi 


138055 139531 Sanguibacter 
; Sanguibacteraceae; 


gi 


139582 141058 Sanguibacter 
ococcineae; 


gi 


234235 235834 Burkholderia 
rkholderiaceae; 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


gi 


2327 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


240595 242072 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae 


gi 


243690 24511 


Clostridiales; Veillonellaceae; Megasphaera. 


gi 


gi 


16S ribosomal RNA, partial sequence 264725 26613 


Micr 


Micr 


Micr 


Micr 


a; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678980 


265678971 


265678970 


265678969 


265678905 


265678904 


265678903 


265678902 


265678901 


265678899 


265678891 


265678883 


ococcineae; 


ococcineae 


rkholderiaceae; 


ref|NR_029288.1 


ref|NR_029279.1 
ref|NR_029278.1 
ref |NR_029277.1 
ref|NR_029213.1 
ref 


NR_029212.1 


ref |NR_029211.1 


ref |NR_029210.1 


ref|NR_029209.1 


Cellulomonadaceae; 


Sanguibacteraceae; 


Saccharomonospora 


Saccharomonospora azurea 
Pseudonocardineae; Pseudonocardiaceae; 


Burkholderia 
Burkholderia 


Burkholderiaceae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Cellulosimicrobium 
Cellulosimicrobium 


Micrococcineae; 


Cellulomonas hominis 
hominis Bacteria; 
Cellulomonas. 
Oerskovia turbata 
bata Bacteria; 
Oerskovia. 
Sanguibacter suarezii 
suarezii Bacteria; 
Sanguibacter. 
Sanguibacter inulinus 
inulinus Bacteria; 
Sanguibacter. 
Burkholderia graminis 
graminis Bacteria; 


Burkholderia. 


Burkholderia 


235885 237406 Burkholderia phenazinium 
Burkholderiaceae; 


Burkholderia. 
Burkholderia glumae 
glumae Bacteria; 


Burkholderia. 


Burkholderia 


239017 240544 Burkholderia pyrrocinia 
Burkholderiaceae; 


Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ref 


LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkho 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
ref 
4 Kutzneria viridogrisea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


172854 Bacteria_16S 


274243 274275 72 


104 


strain S-16 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


172854 Bacteria_16S 


278791 278823 72 


104 


gi 


273748 27524 


gi 


strain ATCC 23392 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


265678877 


265678874 


ref 
6 Mycoplasma hyosynoviae Bacteria; 


ref 


; Burkholder 


NR_029207.1 


NR_029189.1 


Pseudonocar 
NR_029183.1 


ia; Burkholderia cepacia 


Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


ref|NR_029199.1| Burkholderia 
lderia xenovorans 
Burkholderiaceae; Burkholderia. 


Kutzneria viridogrisea 


diaceae; Kutzneria. 
Mycoplasma hyosynoviae 


NR_029180.1 


Mycoplasma gateae 


278321 279763 Mycoplasma gateae Bacteria; 


172854 Bacteria_16S 281729 281765 61 97 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

172854 Bacteria_16S 321172 321228 47 103 gi|265678846|ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus 

172854 Bacteria_16S 345943 345999 47 103 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

172854 Bacteria_16S 347412 347468 47 103 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

172854 Bacteria_16S 356155 356211 47 103 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

172854 Bacteria_16S 359109 359165 47 103 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 


strain YIM 70081 


172854 Bacteria_ 


sandarakina strai 
sandarakina Bacte 


Nesterenkonia. 


172854 Bacteria_16S 
castelarensis str 
castelarensis Bac 
Streptomycetaceae 
172854 Bacteria_16S 
nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 
172854 Bacteria_16S 
strain RV-12x 16S 
Clost 
172854 Bacteria_16S 
xylanilytica stra 


Firmicutes; 


16S 360655 360711 47 103 gi 


ria; Actinobacteria; Actinobacteridae; 


368069 368125 47 103 gi 
ain BJ-608 16S ribosomal RNA, partial 


; Streptomyces. 


374045 374101 47 103 gi 
n HKI 0315 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

387876 387932 47 103 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
397031 397087 47 103 gi 
in XIL11 16S ribosomal RNA, 


gi 


n YIM 70009 16S ribosomal RNA, partial 


teria; Actinobacteria; Actinobacterida 


complete s 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


387448 38884 
Veillonel 


265678790 
equence 


la. 
ref 


4 Nesterenkonia 


396579 39809 


NR_029095.1 
4 


lutea Bacteria; 


ococcineae; Micrococcaceae; Nesterenkonia. 
265678814|ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
265678809|ref|NR_029114.1| Streptomyces 
sequence 367645 369119 Streptomyces 
e; Actinomycetales; Streptomycineae; 
265678805|ref|NR_029110.1| Kitasatospora 
sequence 373661 375050 Kitasatospora 
Actinomycetales; Streptomycineae; 
265678796|ref|NR_029101.1| Veillonella ratti 


3 Veillonella ratti Bacteria; 


Cellulomonas 
Cellulomonas 


xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

172854 Bacteria_16S 403226 403282 47 103 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 404769 404825 47 103 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

172854 Bacteria_16S 406326 406382 47 103 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

172854 Bacteria_16S 409382 409438 47 103 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 426488 426544 47 103 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 


xinjiangensis Bac 
Micrococcaceae; N 


172854 Bacteria_16S 
halotolerans stra 


halotolerans Bact 
Nesterenkonia. 


172854 Bacteria_16S 


putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 


172854 Bacteria_16S 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


172854 Bacteria_16S 


esterenkonia. 


429575 429631 47 103 gi 


435787 435843 47 103 gi 
ain F18-98 16S ribosomal RNA, partial 


; Kitasatospora. 


437371 437427 47 103 gi 


e; Amycolatopsis. 
449607 449663 47 


103 gi 


teria; Actinobacteria; Actinobacterida 


in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


teria; Actinobacteria; Actinobacterida 


265678768 
sequence 


’ 


265678764 
sequence 


265678763 


265678755 


e; Actinomycet 


Actinomy 


e; Actinomycet 


rtial sequ 
e; Actinomycet 


ref 


ceta 


ref 


ref 
ence 


429128 430610 


435340 436871 


ales; Microc 


NR_029073.1 


les; Microco 


NR_029069.1 


ales; Strept 
NR_029068.1 
436922 


ales; Pseudo 


ref 


occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Kitasatospora 
Kitasatospora 
omycineae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


NR_029060.1 


Saccharothrix 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Saccharothrix. 


172854 Bacteria_16S 


460295 460351 47 


103 


gi 


265678744 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 


172854 Bacteria_16S 
J18 16S ribosomal 
Actinobacteridae; 
172854 Bacteria_16S 
strain R 8118 16S 


172854 Bacteria_16S 


466336 466392 47 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


467841 467897 47 


469335 469391 47 


103 


465880 467346 Rothi 
ococcaceae; 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


103 


strain A10 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
172854 Bacteria_16S 


494037 494093 47 


103 


gi 


gi 


467397 46889 
rkholderia 


gi 


468944 47039 
Stre 


gi 


265678740 


265678739 
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172854 Bacteria_16S 730771 730827 47 103 gi|265678561|ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

172854 Bacteria_16S 735292 735348 47 103 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
172854 Bacteria_16S 757264 757320 47 103 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
172854 Bacteria_16S 766407 766463 47 103 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
172854 Bacteria_16S 777176 777232 47 103 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

172854 Bacteria_16S 781809 781865 47 103 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

172854 Bacteria_16S 786376 786432 47 103 gi| 265678521 |ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 798656 798712 47 103 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

172854 Bacteria_16S 804794 804850 47 103 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 
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172854 Bacteria_16S 917485 917541 47 103 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

172854 Bacteria_16S 919050 919106 47 103 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

172854 Bacteria_16S 920590 920646 47 103 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 

172854 Bacteria_16S 968431 968487 47 103 gi| 265678398 |ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

172854 Bacteria_16S 1002309 1002365 47 103 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

172854 Bacteria_16S 1049577 1049633 47 103 gi|265678345|ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

172854 Bacteria_16S 1076424 1076480 47 103 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
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172854 Bacteria_16S 1097559 1097615 47 103 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 1114282 1114338 47 103 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
172854 Bacteria_16S 1115808 1115864 47 103 gi|265678298|ref|NR_028599.1| Kineosporia succinea 
strain I-273 16S ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
172854 Bacteria_16S 1124975 1125019 65 109 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

172854 Bacteria_16S 1217119 1217175 47 103 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

172854 Bacteria_16S 1221591 1221647 47 103 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

172854 Bacteria_16S 1226141 1226197 47 103 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

172854 Bacteria_16S 1254806 1254862 47 103 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
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5 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
tes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

1333593 1333649 47 103 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 


32 Beutenbergia cavernae DSM 12333 
Beut 


enbergiaceae; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


1348895 1348951 47 103 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
osomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 

1350423 1350479 47 103 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
G 


ordoniaceae; Gordonia. 
Burkholderia 

0 Burkholderia 
Burkholderiaceae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Burkholderia phymatum 


phymatum STM815 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

172854 Bacteria_16S 1388113 1388169 47 103 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

172854 Bacteria_16S 1390954 1391010 47 103 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
172854 Bacteria_16S 1421099 1421155 47 103 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

172854 Bacteria_16S 1424201 1424257 47 103 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

172854 Bacteria_16S 1425739 1425795 47 103 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 1427304 1427360 47 103 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 1428893 1428949 47 103 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 

172854 Bacteria_16S 1438144 1438200 47 103 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

172854 Bacteria_16S 1439676 1439732 47 103 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
172854 Bacteria_16S 1448887 1448943 47 103 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

172854 Bacteria_16S 1453332 1453388 47 103 gi|224581418|ref|NR_027199.1| Arthrobacter 


nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


1452894 145438 


1 Arthrobacter 


172854 Bacteria_ 


strain DhA-35 16S 


16S 1468389 1468445 47 103 


ribosomal RNA, partial sequence 


gi 


224581407 
1467942 14694 


ref|NR_027188.1| Zoogloea resiniphila 
14 Zoogloea resiniphila Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

172854 Bacteria_16S 1474340 1474396 47 103 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 1488173 1488229 47 103 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 1533364 1533420 47 103 gi|219857425|ref|NR_025013.1| Burkholderia 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

172854 Bacteria_16S 1540979 1541035 47 103 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

172854 Bacteria_16S 1542539 1542595 47 103 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

172854 Bacteria_16S 1555983 1556039 47 103 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

172854 Bacteria_16S 1557477 1557533 47 103 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

172854 Bacteria_16S 1558971 1559027 47 103 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

172854 Bacteria_16S 1563393 1563449 47 103 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

172854 Bacteria_16S 1575482 1575538 47 103 gi|219856867|ref|NR_024686.1| Lentzea waywayandensis 


strain JCM 9114 1 


6S ribosomal RNA, partial sequence 1575051 15765 


26 Lentzea waywayandensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
172854 Bacteria_16S 1589267 1589323 47 103 gi| 219878485 |ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
172854 Bacteria_16S 
tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 
172854 Bacteria_16S 
subsp. paromomyci 
rimosus subsp. pa 


Streptomycineae; 


172854 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae 
172854 Bacteria_16S 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
172854 Bacteria_16S 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


172854 Bacteria_16S 


strain DSM 40597 


172854 Bacteria_16S 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 


Stre 
1590815 1590871 47 103 gi 
in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 

1592363 1592419 47 103 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1593909 1593965 47 103 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 
1595456 1595512 47 103 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 

1597004 1597060 47 


pt 


L 
; 


rt 
id 
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2 
1 
, 


103 gi 
Stre 
1598552 1598608 47 103 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
; Streptomyces. 

1600100 1600156 47 


pt 


p 
te 


v 


103 gi 


Strept 


219878483 


partial 


219878482 
ial sequ 
Acti 


ae; 


19878481 
sequence 
Actinomy 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172854 Bacteria_16S 


artial s 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


omycinea 


1601648 1601704 47 


103 gi 


219878477 


omycinea 
219878484 
sequence 
Actinomy 


tinobact 


omycinea 
219878479 


ridae; Actin 


e; Streptomyceta 
ref|NR_025623.1 

1590391 159188 
cetales; Strepto 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 
mycineae; 


ref 
sequ 
erid 


NR_025622.1 
ence 159193 
ae; Actinomy 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


NR_025620.1 
1595032 159652 
cetales; Strepto 


Streptomyces 
9 Streptomyces 
mycineae; 
ref|NR_025619.1| Streptomyces niger 
77 Streptomyces niger Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025618.1| Streptomyces 
equence 1598128 1599625 Streptomyces 
omycetales; Streptomycineae; 


ref|NR_025617.1 
73 Streptomyces violens Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025616.1| Streptomyces 
1601224 1602721 


Streptomyces violens 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
172854 Bacteria_16S 1604753 1604809 47 


219878474 


ref |NR_025613.1 


Arthrobacter mysorens 


strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172854 Bacteria_16S 1606294 1606350 47 
arilaitensis strain Rell7 16S ribosomal RNA, partial se 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
172854 Bacteria_16S 1663942 1663998 47 


aridum subsp. largum strain SKF-AAD-609 16S ribosomal R 
largum Bacteria 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Kibdelosporangium aridum subsp. 


172854 Bacteria_16S 1673036 1673092 47 


vancoresmycina strain ST101170 16S ribosomal RNA, parti 
vancoresmycina Bacteria; Actinobacteria; Actinobacterid 


Pseudonocardiaceae; Amycolatopsis. 
172854 Bacteria_16S 1674559 1674615 47 


balhimycina strain DSM 44591 16S ribosomal RNA, partial 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
172854 Bacteria_16S 1676058 1676114 47 


keratiniphila subsp. nogabecina strain DSM 44586 16S ri 


oc 


219878432 
NA, partial sequence 
; Actinobacteria; Actinobacteridae; 
ibdelosporangium. 
219878426 
al 
ae 


K 


219878425 
s 
Actinomycetales; Pseudono 


219878424 
bo 


ref|NR_025611.1 


ref|NR_025571.1 


ref|NR_025565.1 


sequence 1672599 167407 
Actino: 


ref|NR_025564.1 
1674127 167557 


ref|NR_025563.1 


somal RNA, partial seque 


1605856 160731 
Actinomycetales; Micrococcineae; Micrococcaceae; 


occineae; Micrococcaceae; Arthrobacter. 
219878472 


qu 


Arthrobacter 
4 Arthrobacter 


Kibdelosporangium 
1663507 1664980 


Amycolatopsis 
6 Amycolatopsis 


mycetales; Pseudonocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


172854 Bacteria_16S 1677575 1677631 47 


decaplanina strain DSM 44594 16S ribosomal RNA, partial 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
172854 Bacteria_16S 1679096 1679152 47 


strain MG 417-CF 17 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Amycolatopsis. 
172854 Bacteria_16S 1686653 1686709 47 


margaritifer strain N2-214 16S ribosomal RNA, partial s 
margaritifer Bacteria; Proteobacteria; Betaproteobacter 


Tepidiphilus. 
172854 Bacteria_16S 1746299 1746355 47 


namibiensis strain HAG 010767 16S ribosomal RNA, partial 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; Actinomadura. 
172854 Bacteria_16S 1758564 1758620 47 


strain SPR2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


172854 Bacteria_16S 1760033 1760089 47 


sacelli strain LMG 20345 16S ribosomal RNA, partial seque 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actin 


Brachybacterium. 
172854 Bacteria_16S 1761554 1761610 47 


fresconis strain LMG 20336 16S ribosomal RNA, partial s 


fresconis Bacteria; Actinobacteria; Actinobacteridae; Act 


Brachybacterium. 
172854 Bacteria_16S 1763076 1763132 47 


paraconglomeratum strain LMG 19861 16S ribosomal RNA, par 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteri 


Dermabacteraceae; Brachybacterium. 
172854 Bacteria_16S 1771932 1771988 47 


Amycolatopsis. 
219878423 
s 
Actinomycetales; Pseudono 
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1678661 1680145 Amycol 
Pseudonocardineae; P 
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ref |NR_025562.1 
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ref|NR_025515.1 


ref|NR_025505.1 


ref|NR_025504.1 
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ref|NR_025503.1 
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ref|NR_025502.1 


ref |NR_025494.1 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 
Actinomadura 
0 Actinomadura 


porangineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
bacterineae; Gordoniacea 
219878365 


e; Gordonia. 
Brachybacterium 

3 Brachybacterium 

ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Streptomyces arenae 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


172854 Bacteria_16S 1773430 1773486 47 


Strept 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae; Streptomyces. 
172854 Bacteria_16S 1774927 1774983 47 


longisporus strain ISP 5166 16S ribosomal RNA, partial 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
172854 Bacteria_16S 1781112 1781168 47 


strain 4-0 16S ribosomal RNA, partial sequence 


se 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


172854 Bacteria_16S 1799159 1799215 47 


omycineae; Streptomyceta 
219878354 
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Actinomycetales; Strep 


219878353 
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gandavensis strain R 5812 16S ribosomal RNA, partial sequence 


ref |NR_025493.1 


ref |NR_025492.1 
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ref |NR_025488.1 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 
tomycineae; 


Streptomyces 
9 Streptomyces 


Actinomycetales; Streptomycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
occineae; Micrococcaceae 


; Citricoccus. 


ref|NR_025475.1 
1798724 180016 


Arthrobacter 
8 Arthrobacter 


gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 

172854 Bacteria_16S 1805351 1805407 47 103 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

172854 Bacteria_16S 1806889 1806945 47 103 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
172854 Bacteria_16S 1809941 1809997 47 103 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

172854 Bacteria_16S 1816081 1816137 47 103 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

172854 Bacteria_16S 1855691 1855747 47 103 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 1858658 1858714 47 103 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 1873980 1874036 47 103 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

172854 Bacteria_16S 1925620 1925676 47 103 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

172854 Bacteria_16S 1953069 1953125 47 103 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 1957510 1957566 47 103 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
172854 Bacteria_16S 1959066 1959122 47 103 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
172854 Bacteria_16S 1963696 1963752 47 103 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

172854 Bacteria_16S 2035187 2035243 47 103 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

172854 Bacteria_16S 2053879 2053935 47 103 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 2056859 2056915 47 103 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 2058398 2058454 47 103 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 2065944 2066000 47 103 gi| 219878146 |ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
172854 Bacteria_16S 2069036 2069092 47 103 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

172854 Bacteria_16S 2093512 2093568 47 103 gi|219878126|ref|NR_025265.1| Thermomonas 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Thermomonas. 


2093069 2094546 Thermomonas 


172854 Bacteria_16S 
strain DSM 43030 


2110261 2110317 47 


103 


Actinobacteria; Actinobacteridae; Actinomycetales; 


172854 Bacteria_16S 2132967 2133023 47 
poriferae strain ATCC 35087 16S 
poriferae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
172854 Bacteria_16S 2139044 2139100 47 
palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 
Pseudonocardiaceae; Amycolatopsis. 

172854 Bacteria_16S 2140517 2140573 47 


micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 
Clostridiales; 


micronuciformis Bacteria; Firmicutes; 
172854 Bacteria_16S 2166213 2166269 47 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 


Pseudonocardia. 
2167727 2167783 47 


Pseudonocardiaceae; 
172854 Bacteria_16S 


strain PK-Blue 16S ribosomal RNA, partial sequence 


103 


103 


103 


Clostridia; 


103 


103 


Actinobacteria; Actinobacteridae; Actinomycetales; 


172854 Bacteria_16S 2195032 2195088 47 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
2202669 2202701 72 


Nocardiaceae; 
172854 Bacteria_16S 


lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 


172854 Bacteria_16S 2210223 2210255 72 


103 


104 


104 


strain CH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


172854 Bacteria_16S 2232871 2232927 47 


103 


gi 


16S ribosomal RNA, partial sequence 2109822 21113 


gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


2167280 21687 
Streptomycinea 


gi 


gi 


gi 


2209746 22112 


gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


172854 Bacteria_16S 2248067 2248123 47 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
172854 Bacteria_16S 2257255 2257311 47 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 


103 


103 


gi 


gi 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
172854 Bacteria_16S 


Streptomyces. 
2260379 2260435 47 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequen 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 
172854 Bacteria_16S 2274272 2274328 47 


strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


172854 Bacteria_16S 2275806 2275862 47 


campinensis strain WS2 16S ribosomal RNA, partial sequence 


Bacteria; 


172854 Bacteria_16S 2278908 2278940 72 


103 


103 


103 


104 


strain 105 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


172854 Bacteria_16S 2281930 2281962 72 


104 


gi 


gi 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


2278443 22799 


gi 


phocicerebrale strain 1049 16S ribosomal RNA, partial s 


phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 


172854 Bacteria_16S 2310520 2310576 47 


103 


strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
172854 Bacteria_16S 
strain IPT10 16S 


2330162 2330218 47 


103 


ribosomal RNA, partial sequence 


gi 


2310109 23115 


Stre 


gi 


2329695 23312 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


172854 Bacteria_16S 2346737 2346793 47 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


103 


gi 


sulfonivorans Bacteria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 
172854 Bacteria_16S 2348246 2348302 47 


103 


gi 


219873436 


219857646 
sequence 


219857642 
sequence 


219857641 


219857624 
sequenc 


219857623 


219857602 


219857597 


219857592 


219857577 


22324 


219857567 


219857561 
Actinomyc 


219857559 


219857550 


219857549 
22753 
Bu 
219857547 


219857545 
equence 
219857522 


ptosporang 


219857509 


219857496 


e; 


Actinomycetales; 


Actinomycetales; Strept 


rkholderiaceae; 


Actinomycetales; 


ref|NR_025250.1 
30 Streptomyces 


ref|NR_025235.1 
2132540 213398 


ref |NR_025231.1 
2138615 214004 


ref |NR_025230.1 

214009 
Veillonellaceae; 
ref|NR_025213.1 


e 2165786 216722 


ref|NR_025212.1 
69 Streptomyces 


ref|NR_025190.1 
2194621 219603 


ref|NR_025185.1 

2202199 220366 
e; Mycoplasma. 
ref|NR_025180.1 


ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025155.1 

2247616 224914 


2256827 225829 
etales; 


ref|NR_025147.1 
ce 2259931 226145 


ref|NR_025138.1 
ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025135.1 


ref|NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomon 


ref |NR_025097.1 
17 Burkholderia 
Burkholder 
ref |NR_025084.1 

2346319 234777 
Microc 


219857495 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 


Streptomyces humiferus 


humiferus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Amycolatopsis 
1 Amycolatopsis 


Pseudonocardineae; 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Pseudonocardia 
9 Pseudonocardia 


tinomycetales; Pseudonocardineae; 


Streptomyces speibonae 


speibonae Bacteria; 
e; Streptomycetaceae; 


Streptomyces. 
Rhodococcus 
1 Rhodococcus 


Actinomycetales; Corynebacterineae; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Streptomyces 

2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 
Cupriavidus 

vidus campinensis 
Cupriavidus. 
Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Arthrobacter 
5 Arthrobacter 
occineae; 


ref|NR_025083.1 
2347826 234928 


Arthrobacter 
4 Arthrobacter 


172854 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


172854 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


172854 Bacteria_16S 


caledonica strain 
caledonica Bacter 


172854 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


172854 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


172854 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


172854 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


172854 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
172854 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


172854 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


172854 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


172854 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


172854 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


172854 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


172854 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


172854 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


172854 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


172854 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


172854 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


2349722 2349778 47 103 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2384695 2384751 47 103 gi 


etaproteobacteria; Burkholderiales; Bu 
2386219 2386275 47 103 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2398329 2398385 47 103 gi 


SW28 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Sporo 
2402885 2402941 47 103 gi 


16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2436419 2436475 47 103 gi 


etaproteobacteria; Burkholderiales; Bu 
2457660 2457716 47 103 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


2459153 2459209 47 103 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2477285 2477317 72 104 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478757 2478789 72 104 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480264 2480296 72 104 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481777 2481809 72 104 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483286 2483318 72 104 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484798 2484830 72 104 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486317 2486349 72 104 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487829 2487861 72 104 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489344 2489376 72 104 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490855 2490887 72 104 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2493836 2493892 47 103 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 


172854 Bacteria_16S 


strain 3CB-1 16S 
Proteobacteria; B 


172854 Bacteria_16S 


pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 


172854 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 
Micrococcaceae; A 


172854 Bacteria_16S 


2498276 2498332 47 103 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2513518 2513574 47 103 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


2516544 2516600 47 103 gi 
strain A-6 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 


219857494 
en 
les; 

219857470 


16S ribosomal RNA, partial sequence 2384259 23857 
holderia 


rk 
219857469 
sequence 


v 
219857461 

nce 

sarcina. 
219857458 


Vv 
219857430 


6S ribosomal RNA, partial sequence 2436004 24374 
holderia 


rk 
219857411 

quence 

ia; 


’ 


219857410 


2458757 24601 
hingomon 


Sp 
219857398 


2476824 24782 


219857397 


2478295 24797 


219857396 


2479798 24812 


219857395 


2481316 24827 


219857394 


2482825 24842 


219857393 


2484337 24857 


219857392 


2485849 24873 


219857391 


2487368 24888 


219857390 


2488881 24903 


219857389 


2490394 24918 


219857387 
uence 
e; 


219857384 


2497830 24993 
yclaceae 


oc 
219857368 
nce 25130 
ales; 


219857366 
sequence 
idae; 


2518029 2518085 47 103 


gi 


219857365 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


ce 23493 
Hypho: 


Burkhold 


23978 


24024 
eillonel 


Sphing 


Actinomycet 


Micr 


Acti 


ref|NR_025082.1| Hyphomicrobium 
35 2350745 Hyphomicrobium sulfonivorans 
microbiaceae; Hyphomicrobium. 
ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 

2385781 2387256 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025049.1| Sporosarcina 
69 2399376 Sporosarcina aquimarina 


ref |NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 

ceae; Cupriavidus 
ref |NR_024999.1 
2457264 245870 
omonadales; Sphi 


Veillonella criceti 
nella criceti Bacteria; 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 
97 Sphingomonas koreensis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024986.1| Mycoplasma indiense 

44 Mycoplasma indiense Bacteria; 


ref|NR_024998.1 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_024975.1 
2493400 249486 
ales; Microc 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 

; Thauera. 
ref|NR_024956.1| Xylanimicrobium 
94 2514560 Xylanimicrobium pachnodae 
ococcineae; Promicromonosporaceae; 


ref|NR_024954.1 
2516115 251756 
nomycetales; Mic 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


ref|NR_024953.1| Streptomyces 
2517611 2519099 Streptomyces 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
172854 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; 


albus strain JL 8 


Bacteria; Actinob 


Streptacidiphilus 


172854 Bacteria_16S 
carbonis strain J 
Bacteria; Actinob 


Streptacidiphilus 


172854 Bacteria_16S 
methoxybenzovoran 
methoxybenzovoran 
172854 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 


strain DSM 44262 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


172854 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


strain VB32 16S r 
Proteobacteria; B 


subterraneus stra 
Bacteria; Proteob 


172854 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


172854 Bacteria_16S 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


172854 Bacteria_16S 


strain IFO 16295 


B 


Streptomyces. 
2531713 2531769 47 


2552298 2552354 47 
3 16S ribosomal RNA, 


2553859 2553915 47 
L 415 16S ribosomal RNA, 


2572317 2572373 47 
s Bacteria; Firmicutes; 
2577014 2577070 47 
2578443 2578499 47 


2612356 2612411 47 


2624717 2624777 43 


Bacteria; Proteobacteria; 


2649174 2649230 47 


2652208 2652264 47 


2674677 2674733 47 


6S ribosomal RNA, partial sequence 2531266 25327 
etaproteobacteria; Burkholderiales; Bu 
172854 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


s strain SR3 16S ribosomal RNA, partia 
Clostridia; 


somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172854 Bacteria_16S 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172854 Bacteria_16S 
16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
172854 Bacteria_16S 
strain RP5557 16S ribosomal RNA, parti 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
172854 Bacteria_16S 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
172854 Bacteria_16S 


103 gi| 219857356 


ales; Stre 
103 gi 


complete sequ 


219857341 
ence 25534 
ales; Stre 
103 219857286 
1 sequence 
ostridiale 
219857283 


gi 


cl 
103 gi 
oc 


103 gi|219857282 
ococcineae 


103 gi| 219857257 
donocardin 
219857248 
al sequenc 


acteria; X 


103 gi 


Gammaproteob 
103 gi| 219857225 
2648722 26501 

Rhodocyclaceae 
gi| 219857223 
2651733 26532 

Rhodocyclaceae 
gi| 219857206 


103 


103 


occineae; 


Strepto 


ref|NR_024944.1 


ptomycineae; Str 
ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref |NR_024917.1 

2571864 257337 
s; Clostridiace 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref|NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref |NR_024853.1 


; Az 
ref 


onexus. 
NR_024851.1 
; Azoarcus. 
ref|NR_024834.1 


a 


mycineae; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


rkholderiaceae; Cupriavidus. 
103 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
complete sequence 2551853 2553362 Streptacidiphilus albus 


eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Clostridium 
7 Clostridium 
e; Clostridium. 
Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Thiobacter 


in C55 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Thiobacter. 
2746568 2746624 47 103 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2759981 2760037 47 103 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


eq 
e; 


en 
al 


2770494 2770550 47 103 gi 


ne 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


172854 Bacteria_16S 


strain JCM 9920 1 
Actinobacteria; A 


172854 Bacteria_16S 


strain JCM 4662 1 
Actinobacteria; A 


172854 Bacteria_16S 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


2772032 2772088 47 103 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2773567 2773623 47 


eq 
Ac 


, 


103 gi 


ctinobacteridae; Actinomycetales; 
2775105 2775161 47 103 


Stre 
gi 


pt 


ctinobacteridae; Actinomycetales; Stre 
2776642 2776698 47 103 gi 
n JCM 4342 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


pt 
se 


’ 


172854 Bacteria_16S 
strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 28272 


Actinobacteria; A 


172854 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


172854 Bacteria_16S 


strain IMC S-0802 


2826251 2826307 47 103 gi 


ctinobacteridae; Actinomycetales; Franki 
2830824 2830880 47 103 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


eq 


’ 


16S ribosomal RNA, partial sequence 2770058 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172854 Bacteria_16S 


6S ribosomal RNA, partial sequence 2773134 27 


6S ribosomal RNA, partial sequence 2774670 27 


ce 267 


219857156 


uence 


219857146 


ce 275 
es; Ps 


219857137 


7 


bacter 


219857136 


uence 


219857135 


7 


omycin 


219857133 


7 


omycin 


219857132 


quence 


Actinomyc 


219856906 


neae; 


219856903 


uence 


Actinomyc 


2832362 2832418 47 103 gi 
16S ribosomal RNA, partial sequence 


219856902 


tinomyce 


42 


Actinomycet 


95 
eu 


15 
in 


46 
ea 


61 
ea 


Sp 


15 2675666 Thiobacter subterraneus 


ref|NR_024784.1 
2746146 274749 
ales; Coryne 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


ref|NR_024774.1| Actinokineospora 
56 2761026 Actinokineospora terrae 
donocardineae; Actinosynnemataceae; 


ref|NR_024765.1| Rhodococcus jostii 
50 Rhodococcus jostii Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_024764.1| Streptomyces 
2771601 2773083 Streptomyces 
tales; Streptomycineae; 
ref|NR_024763.1| Streptomyces peucetius 
19 Streptomyces peucetius Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_024761.1| Streptomyces platensis 
57 Streptomyces platensis Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_024760.1| Streptomyces 
2776208 2777696 Streptomyces 
etales; Streptomycineae; 


ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
orichthyaceae; Sporichthya. 
ref|NR_024724.1| Streptomyces 

2830390 2831877 Streptomyces 
etales; Streptomycineae; 


ref|NR_024723.1| Streptomyces albulus 


2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 


172854 Bacteria_16S 


2835453 2835509 47 


103 


gi 


219856900 


ref|NR_024721.1 


Burkholderia 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 


Bacteria; 
172854 Bacteria_16S 
cineracea strain 


Streptomycetaceae; 
172854 Bacteria_16S 


2843001 2843057 47 


SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 


2906110 2906166 47 


103 


103 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


gi 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


172854 Bacteria_16S 


2909221 2909277 47 


103 


gi 


219856895 


complete sequence 


219856852 


219856850 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


pasteuri Bacteria; 
172854 Bacteria_16S 


Firmicutes; 


2918450 2918506 47 


Bacillales; 


103 


Staphylococcus. 


gi 


219856844 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 


thermoluteolus Bacteria; 


Hydrogenophilus. 
172854 Bacteria_16S 


Proteobacteria; 


2939481 2939537 47 


Betaproteobacteria; 


103 


IFO 16102 16S ribosomal RNA, partial sequence 


172854 Bacteria_16S 


2944036 2944092 47 


103 


gi 


2939058 29405 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi 


219856830 


219856827 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 


brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
172854 Bacteria_16S 
strain IFO 16068 


172854 Bacteria_16S 


2954603 2954659 47 


2977403 2977459 47 


103 


103 


gi 


gi 


219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846938 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 


macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
172854 Bacteria_16S 


2978935 2978991 47 


103 


gi 


thermolineatus strain A1484 16S ribosomal RNA, partial 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
172854 Bacteria_16S 


2980470 2980526 47 


103 


gi 


219846937 
sequence 


219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
172854 Bacteria_16S 
strain SG3902 16S 
Firmicutes; 
172854 Bacteria_16S 


strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


172854 Bacteria_16S 


3017038 3017080 61 


Halanaerobiales; 
3039695 3039751 47 


3044263 3044319 47 


103 


ribosomal RNA, partial sequence 
Clostridia; 


103 


103 


gi 


3016582 30179 
Halobacteroidaceae; 


gi 


gi 


219846912 


219846896 


219846892 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 


faecitabidus Bacteria; Actinobacteria; Actinobacteridae 
Rarobacter. 


Rarobacteraceae; 
172854 Bacteria_16S 


hortensis strain HKI 0125 16S ribosomal RNA, partial se 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 


3045795 3045851 47 


Intrasporangiaceae; Ornithinicoccus. 


172854 Bacteria_16S 


3059542 3059598 47 


103 


103 


strain AX39 16S ribosomal RNA, partial sequence 


172854 Bacteria_16S 


mechernichensis strain TL1 16S ribosomal RNA, partial s 
mechernichensis Bacteria; 


172854 Bacteria_16S 
limneticum strain 
Bacteria; 
172854 Bacteria_16S 
caribensis strain 


172854 Bacteria_16S 
strain TAGA27 16S 


172854 Bacteria_16S 


3061083 3061139 47 


Proteobacteria; 


3074379 3074435 47 


3077439 3077495 47 


3093985 3094041 47 


3097118 3097174 47 


Thauera. 

103 gi|219846881|ref|NR_026473.1 
equence 3060645 306213 
Betaproteobacteria; Rhodocyclales; Rhod 
103 gi|219846872|ref|NR_026464.1 
ence 3073912 3075441 Ferrib 

ales; Rhodocyclaceae; Ferr 

103 gi|219846870|ref|NR_026462.1 
uence 3076975 307840 

; Burkholderiales; Burkhol 

103 gi| 219846859 |ref|NR_026451.1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


103 


gi 


gi 


3059104 30605 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


cda-1 16S ribosomal RNA, partial sequ 
Proteobacteria; Betaproteobacteria; Rhodocycl 


MWAP64 16S ribosomal RNA, partial seq 
caribensis Bacteria; Proteobacteria; Betaproteobacteria 


3093562 30950 


gi 


219846891 
quence 


219846882 


219846857 


confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


Burkholderiaceae; 


inomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


; Actinomycetales; 


inomycetales; 


ref|NR_024714.1 


ref |NR_024671.1 


ref|NR_024669.1 


ref|NR_024663.1 


ref |NR_024649.1 


ref|NR_024646.1 
2943614 294507 


ref|NR_024639.1 


ref |NR_026530.1 
2976976 297845 


ref |NR_026529.1 
2978510 297999 


ref|NR_026528.1 
2980041 298152 
Strep 


ref |NR_026504.1 


ref|NR_026488.1 
Gordoniacea 
ref |NR_026484.1 

3043846 304530 
Microco 


NR_026483.1 
3045360 304685 
Micrococci 


ref |NR_026474.1 


Micrococcaceae 
ref|NR_026449.1 


Frankineae; 


Burkholderia. 
Kitasatospora 


2842551 2844065 Kitasatospora 
Streptomycineae; 


Williamsia maris 


2905666 2907143 Williamsia maris Bacteria; 
Williamsiaceae; 


Williamsia. 
Staphylococcus 


2908741 2910234 Staphylococcus 


Hydrogenophilus 


2918000 2919460 Hydrogenophilus 
Hydrogenophilales; Hydrogenophilaceae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Sporichthya 

9 Sporichthya 

Sporichthyaceae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
Gordoniaceae; 


Gordonia. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
6 Streptomyces 
tomycineae; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 
Orenia. 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 


neae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 

ocyclaceae; Thauera. 
Ferribacterium 
acterium limneticum 
ibacterium. 

Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 
ococcineae; 


; Kocuria. 


3096668 309807 


Corynebacterium 
1 Corynebacterium 


172854 Bacteria_16S 3098567 3098623 47 103 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

172854 Bacteria_16S 3104526 3104582 47 103 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
172854 Bacteria_16S 3125628 3125684 47 103 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 125234 3126653 Hyphomicrobium 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
172854 Bacteria_16S 3148073 3148129 47 103 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
172854 Bacteria_16S 3152666 3152722 47 103 gi|219846820|ref|NR_026412.1| Terracoccus luteus 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Terracoccus. 
172854 Bacteria_16S 3201496 3201552 47 103 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
172854 Bacteria_16S 3213455 3213511 47 103 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
172854 Bacteria_16S 3225580 3225636 47 103 gi|219846770|ref|NR_026362.1| Janibacter limosus 
strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 3226621 Janibacter limosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
172854 Bacteria_16S 3236251 3236307 47 103 gi| 219846763 |ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
172854 Bacteria_16S 3252800 3252856 47 103 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
172854 Bacteria_16S 3254298 3254354 47 103 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 


w 


172854 Bacteria_16S 3310518 3310574 47 103 gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

172854 Bacteria_16S 3321104 3321160 47 103 gi|219846705|ref|NR_026297.1| Gordonia hirsuta 


strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
172854 Bacteria_16S 3354584 3354640 47 103 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
172854 Bacteria_16S 3357707 3357763 47 103 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
172854 Bacteria_16S 3359271 3359327 47 103 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 


172854 Bacteria_16S 3377508 3377564 47 103 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 
strain M17C 16S ribosomal RNA, partial sequence 3377063 3378542 Kytococcus sedentarius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

172854 Bacteria_16S 3380577 3380633 47 103 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
172854 Bacteria_16S 3395613 3395669 47 103 gi|219846648|ref|NR_026240.1| Promicromonospora 


citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
172854 Bacteria_16S 3397118 3397174 47 103 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

172854 Bacteria_16S 3398643 3398699 47 103 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 


uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


172854 Bacteria_16S 


strain DSM 20167 


strain DSM 20119 


strain DSM 20138 


histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
172854 Bacteria_16S 


strain DSM 20116 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


172854 Bacteria_16S 


strain DZZM 328 1 
Actinobacteria; A 
Corynebacterium. 


172854 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


172854 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


172854 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


172854 Bacteria_1 


strain DSM 20315 
Actinobacteria; A 


172854 Bacteria_1 


strain DSM 20032 
Actinobacteria; A 


172854 Bacteria_1 


strain DSM 20550 
Actinobacteria; A 


172854 Bacteria_1 


strain DSM 20541 
Actinobacteria; A 


172854 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


172854 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


172854 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


172854 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


172854 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


172854 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


3400177 3400233 47 103 gi 
oc 


3401703 3401759 47 103 gi 
oc 


3403243 3403299 47 103 gi 
oc 
3404773 3404829 47 103 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


ar 
ri 
3406299 3406355 47 103 gi 
oc 
3415382 3415438 47 103 gi 
16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


3435841 3435897 47 103 gi 


ctinobacteridae; Actinomycetales; Coryne 


3446350 3446406 47 103 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
3447882 3447938 47 103 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3449449 3449505 47 103 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


s 
Ac 


v 


al 


6S 3452583 3452639 47 103 gi 


ctinobacteridae; Actinomycetales; Microc 


6S 3454110 3454166 47 103 gi 


ctinobacteridae; Actinomycetales; Micr 
6S 3455639 3455695 47 103 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
6S 3457168 3457224 47 103 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
3458662 3458718 47 103 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3460183 3460239 47 103 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

3461703 3461759 47 


oc 


al 
e; 


te 
ae 
103 gi 
ctinobacteridae; Actinomycetales; Micr 
3463226 3463282 47 103 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


rthrobacter. 
3464749 3464805 47 


oc 


ti 
da 
103 gi 
ctinobacteridae; Actinomycetales; Micr 
3466272 3466328 47 103 gi 


DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


oc 


se 
Ac 


172854 Bacteria_16S 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172854 Bacteria_16S 219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172854 Bacteria_16S 219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


172854 Bacteria_16S 219846642 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


172854 Bacteria_16S 219846634 


219846619 
6S ribosomal RNA, partial sequence 3435424 343 


219846612 
6S ribosomal RNA, partial sequence 3445905 344 


219846611 


219846610 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 


219846603 


219846602 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


219846600 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


219846598 


ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


occineae 
occineae 


occineae 


tial seq 
dae; Act 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


occineae 


34149 


es; Micr 


ref 


NR_026211.1 
67 
bacterineae; 


Corynebacte 


ref|NR_026204.1 
73 
ostridium. 
ref |NR_026203.1 

3447437 344895 


tales; Streptomy 


equenc 
tinomy: 


e 
ce 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


34490 
es; Stre 


ref|NR_026200.1 


7 Mi 
ref 


occineae crococcaceae 


NR_026199.1 
; Micrococcaceae 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 

69 Nesterenkonia 
occineae; Micrococcacea 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


occineae 


occineae 


sequenc 
Actinomycet 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


sequenc 
Actino: 


v 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


occineae 


al seque 
e; Actin 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026190.1 
3465830 346730 
tales; Micrococc 


occineae 


quence 
tinomyce 


3467794 3467850 47 103 gi 


219846597 


e: 


Arthrobacter sulfureus 


sulfureus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


v 


Arthrobacter. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter agilis 


agilis Bacteria; 


v 


Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


v 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


ref|NR_026189.1 


346735 


Arthrobacter 
2 3468823 Arthrobacter 


crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 


172854 Bacteria_16S 3469320 3469376 47 103 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

172854 Bacteria_16S 3470838 3470894 47 103 gi|219846595|ref|NR_026187.1| Arthrobacter 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 3471862 Arthrobacter 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

172854 Bacteria_16S 3475406 3475462 47 103 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 


strain DSM 4954 1 


172854 Bacteria_16S 3476933 3476989 47 103 gi 
marinonascens strain DSM 43752 16S ribosomal RNA, parti 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiaceae; Rhodococcus. 

172854 Bacteria_16S 3484428 3484484 47 
strain DSM 40089 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172854 Bacteria_16S 3485995 3486051 47 103 gi 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 3487561 3487617 47 
strain DSM 3133 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
172854 Bacteria_16S 3490624 3490680 47 103 gi 
mashuensis strain DSM 40221 16S ribosomal RNA, partial 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 3492161 3492217 47 103 gi 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial 
chlorophenolicum Bacteria; Actinobacteria; Actinobacter 
Mycobacteriaceae; Mycobacterium. 


103 gi 


s 


103 gi 


Ac 


se 


al 


se 


Actinomycetales; 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219846591 
sequenc 


Actinomycet 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Streptomycineae; 
219846585 
equence 


Actinomyc 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
occineae 
219846582 
quence 

tinomycetale 


219846581 
quence 
idae; 


47 Rhodococcus globerulus Bacteria; 
Nocardiaceae; Rhodococcus. 
ref|NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 

ales; Corynebacterineae; 


ref|NR_026178.1 
99 Streptomyces 
treptomycet 


Streptomyces galbus 
galbus Bacteria; 
aceae; Streptomyces. 
Streptomyces 

487066 Streptomyces 
Streptomycineae; 


ref|NR_026176.1| Actinotalea fermentans 
02 Actinotalea fermentans Bacteria; 

; Cellulomonadaceae; Actinotalea. 
Streptomyces 

3 Streptomyces 
Streptomycineae; 


Mycobacterium 
9 Mycobacterium 
rynebacterineae; 


172854 Bacteria_16S 3522381 3522437 47 103 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

172854 Bacteria_16S 3637980 3638036 47 103 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 3639532 3639588 47 103 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 3641101 3641157 47 103 gi|219846478|ref|NR_026070.1| Kitasatospora 


paracochleata strain M-13 16S ribosomal RNA, partial sequ 


ence 


3640656 3642130 Kitasatospora 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

172854 Bacteria_16S 3642626 3642682 47 103 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

172854 Bacteria_16S 3644158 3644214 47 103 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
172854 Bacteria_16S 3689861 3689893 72 104 gi|219846444|ref|NR_026035.1| Mycoplasma auris 


strain UIA 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
172854 Bacteria_16S 3724439 3724495 47 103 gi 
verrucosospora strain A-184 16S ribosomal RNA, partial se 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae 
Thermomonosporaceae; Actinomadura. 

172854 Bacteria_16S 3725899 3725955 47 103 gi 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinomadura. 

172854 Bacteria_16S 3728807 3728863 47 103 gi 
luteofluorescens strain 04745 16S ribosomal RNA, partia 
luteofluorescens Bacteria; Actinobacteria; Actinobacter 
Thermomonosporaceae; Actinomadura. 
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id 


ae; 
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Firmicutes; Bacillales; Staphylococcus. 
172854 Bacteria_16S 3862834 3862866 71 103 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 


Bacteroidetes; 


Bacteroidetes; 


Streptomyces. 
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172854 Bacteria_ 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; 
172854 Bacteria_16S 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
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93 3868368 Porphyromonas levii Bacteria; 
rphyromonas. 
ref|NR_025871.1| Streptomyces tendae 

87 3920316 Streptomyces tendae Bacteria; 
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172854 Bacteria_16S 3927145 3927201 47 103 gi| 219846276 |ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 3928726 3928782 47 103 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
172854 Bacteria_16S 


strain 2761 16S 


Proteobacteria; 


172854 Bacteria_16S 
strain 25-4 16S r 


Proteobacteria; 


172854 Bacteria_16S 
strain CM2104 16S 


Streptomycineae; Streptomycetaceae; Streptomyces. 
3964283 3964339 47 103 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
3999528 3999584 47 103 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
ibosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 
4011552 4011608 47 103 gi|219846215|ref|NR_025805.1| Janibacter melonis 
ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
4058419 4058475 47 103 gi|219846181|ref|NR_025771.1]| Citricoccus 
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rs 
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41921 
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ref|NR_025670.1| Bacteroides capillosus 
39 4193621 Bacteroides capillosus 
Bacteroides. 


172854 Bacteria_16S 4199994 4200050 47 103 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
172854 Bacteria_16S 4201477 4201533 47 103 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 4202975 4203031 47 103 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
172854 Bacteria_16S 4204523 4204579 47 103 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172854 Bacteria_16S 4210584 4210640 47 103 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

172854 Bacteria_16S 4218230 4218286 47 103 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

172854 Bacteria_16S 65611 65650 64 103 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

172854 Bacteria_16S 104947 104982 65 100 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
172854 Bacteria_16S 109419 109458 64 103 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

172854 Bacteria_16S 117233 117272 64 103 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 126394 126433 64 103 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 134013 134052 64 103 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

172854 Bacteria_16S 135493 135532 64 103 gi| 265678972 |ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 


gerencseriae Bact ; 


Actinomycetaceae; 


eria; Actinobacteria; Actinobacteridae 
Actinomyces. 


Actinomy 


ceta 


les; Actinomycineae; 


172854 Bacteria_16S 147472 147511 64 103 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

172854 Bacteria_16S 156772 156811 64 103 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

172854 Bacteria_16S 204153 204188 65 100 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

172854 Bacteria_16S 245632 245671 64 103 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

172854 Bacteria_16S 268140 268179 64 103 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

172854 Bacteria_16S 330459 330494 65 100 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
strain CC-1 16S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

172854 Bacteria_16S 389365 389404 64 103 gi|265678795|ref|NR_029100.1| Myceligenerans 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 


Promicromonosporaceae; Myceligenerans. 
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172854 Bacteria_1 


strain YIM 70085 


rudongensis strai 


rudongensis Bacte 
172854 Bacteria_16S 
australiensis str 


australiensis Bac 
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bacterium ciconiae 
orynebacteriaceae; 


Corynebacterium 
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172854 Bacteria_16S 579249 579288 64 103 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 595893 595932 64 103 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 623119 623158 64 103 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 674768 674807 64 103 gi| 265678599 |ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
172854 Bacteria_16S 838366 838405 64 103 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
172854 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


172854 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


ribosomal RNA, partial sequence 
Stre 
851871 851910 64 103 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 

874629 874668 64 103 gi 
CY-7113 16S ribosomal RNA, partial seq 


eae; Streptosporangium. 


837961 83941 


ptosporang 
265678478 
1 sequence 


265678462 
uence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


172854 Bacteria_16S 905043 905078 65 100 gi| 265678441 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 90455 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacter 
Thermoanaerobacter. 

172854 Bacteria_16S 993118 993153 65 100 gi| 265678382 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 99261 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadac 
172854 Bacteria_16S 1060110 1060149 70 109 gi| 265678337 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermal 
172854 Bacteria_16S 1090118 1090157 64 103 gi| 265678316 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


roseoviolacea Bac 
Streptosporangiac 


172854 Bacteria_16S 


teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 
1099087 1099126 64 


103 gi 


265678310 


macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 


e; Actinomycet 


e; Actinomycet 


ineae; Streptosp 
ref|NR_028781.1 

851409 852783 
ales; Kineos 


ref|NR_028765.1 
874217 875635 
ales; Streptospo 


v 


ref|NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


’ 


ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref |NR_028639.1 
1059624 106111 
es; Thermaceae; 
ref|NR_028618.1 
1089685 109113 
ales; Strept 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Kineococcus 
Kineococcus 

poriineae; 


Streptosporangium 
Streptosporangium 
rangineae; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Marinithermus 

6 Marinithermus 
Marinithermus. 
Nonomuraea 

7 Nonomuraea 
osporangineae; 


ref|NR_028612.1 
1098650 110009 


Acrocarpospora 
8 Acrocarpospora 


macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Acrocarpospora. 

172854 Bacteria_16S 1106655 1106694 64 
strain NRRL 15532 16S ribosomal 
Bacteria; Actinobacteria; 
Nonomuraea. 
172854 Bacteria_16S 
strain DF-32 16S 


1108205 1108244 64 
ribosomal RNA, 


103 


103 


partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
172854 Bacteria_16S 1133907 1133946 64 
sphenisci strain CECT 59 
sphenisci Bacteria; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 1150550 1150589 64 
lucentensis strain QMT2 
Bacteria; Proteobacteria; 
172854 Bacteria_16S 1165768 1165811 60 


103 


103 


103 


gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


1107766 11092 


Streptosporangineae; 


gi 


gi 


16S ribosomal RNA, partial sequ 


gi 


265678304 


265678303 


253680767 


90 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


253680756 


228720470 


11062 


ence 11501 
Alphaproteobacteria; Rhodospirillales; 


ref|NR_028606.1 


ref|NR_028605.1 
07 Microbispora 


ref |NR_028015.1 


133500 113488 


R 


ref|NR_028004.1 


ref|NR_027592.1 


78 1151571 Thalas 
Rhodospirillaceae; Thalassospira. 


Streptosporangineae; 


Nonomuraea longicatena 


17 1107715 Nonomuraea longicatena 
Streptosporangineae; 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 
Streptosporangiaceae; 


Corynebacterium 
1 Corynebacterium 


Corynebacterineae; 


Thalassospira 
sospira lucentensis 


Clostridium spiroforme 


DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


172854 Bacteria_16S 1199031 1199094 47 


109 


DSM 18053 16S ribosomal RNA, partial sequence 


Bacteria; Bacteroidetes; 
172854 Bacteria_16S 1313557 1313592 65 
brockii subsp. brockii strain HTD4 


Thermoanaerobacterales; 


172854 Bacteria_16S 1450351 1450390 64 


spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
172854 Bacteria_16S 1457775 1457814 64 
bernardiae strain 


Sphingobacteria; 


100 


103 


103 


gi 
11 


Sphingobacteriales; 


gi 


16S ribosomal RNA, 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacteraceae; Thermo 


gi 


gi 


LCDC 89/0504 16S ribosomal RNA, parti 


bernardiae Bacteria; Actinobacteria; Actinobacteridae; 


Arcanobacterium. 
172854 Bacteria_16S 
strain CCM 132 16 


1460764 1460803 64 


172854 Bacteria_16S 1465398 1465437 64 


103 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


103 


strain U120 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 
9187 strain TA 4r 
Bacteria; 
172854 Bacteria_16S 
strain DSM 20127 


1495688 1495733 64 
16S ribosomal RNA, 


1501622 1501661 64 
16S ribosomal RNA, 


172854 Bacteria_16S 
brockii subsp. 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
172854 Bacteria_16S 


1506054 1506089 65 


1527269 1527308 64 


strain JCM3369 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


Actinobacteria; 
Actinomadura. 

172854 Bacteria_16S 
strain JCM3146 16 


1528773 1528812 64 


Thermoanaerobacteraceae; 


109 


103 


100 


gi 
14 


gi 
14 


Betaproteobacteria; Rhodocyclales; Rhod 


gi 


complete sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


gi 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


lactiethylicus 


103 


103 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
172854 Bacteria_16S 
strain JCM 3325 1 


1534816 1534855 64 


103 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
172854 Bacteria_16S 
strain MK27-91F2 


1573974 1574013 64 


103 


gi 


228715480 
98618 12000 


228718892 


224581420 


224581414 


224581412 
60297 14618 


224581409 
64924 14664 


219846691 
14952 


219846604 
15011 


219846365 


lactiethylicus strain SEBR 5268 16S ribosomal RNA, 


Bacteria; 


Thermoanaerobacter. 


219857435 


1526835 15282 


Streptosporangineae; 


gi 


219857434 


1528339 15297 


gi 


219857414 


6S ribosomal RNA, partial sequence 1534373 15358 


Streptosporang 


gi 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


172854 Bacteria_16S 1625822 1625861 64 


bolidensis strain 


103 


gi 


CCUG 47306 16S ribosomal RNA, partial 


bolidensis Bacteria; Actinobacteria; Actinobacteridae; 


Arsenicicoccus. 
1668562 1668601 64 


Intrasporangiaceae; 
172854 Bacteria_16S 


103 


strain R2014 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


gi 


219878459 
sequence 
Actinomyce 


219878429 


elotrichaceae. 


partial sequence 


anaerobacter. 


Actinomycetales; 


al sequence 1457334 14587 
Actinomycetales; Actinomyc 


Aeromonadaceae; 


ref|NR_027533.1 


ref|NR_027577.1 


131309 


ref|NR_027201.1 
1449903 145131 


ref|NR_027195.1 


a 


ref |NR_027193.1 


ref|NR_027190.1 
Azoarcus. 
ref |NR_026283.1 
Tol 
ref|NR_026196.1 
62 1502633 Sinomo 
Micrococcaceae 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 


ref |NR_025023.1 
88 Actinomadura 
Thermomon 


ref |NR_025022.1 


Thermomon 


ref|NR_025002.1 
13 Actinomadura 
ineae; Thermomon 
ref |NR_024687.1 
eae; Actinosynne 
ref|NR_025598.1 


1625384 162685 
tales; Micrococc 


ref|NR_025568.1 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


Flexibacteraceae; Dyadobacter. 


Thermoanaerobacter 
4 1314606 


Corynebacterium 
6 Corynebacterium 


Corynebacterineae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 
ocyclaceae; 


Tolumonas auensis DSM 


67 1496682 Tolumonas auensis DSM 9187 


umonas. 

Sinomonas atrocyanea 

nas atrocyanea Bacteria; 

; Sinomonas. 
Thermoanerobacter 

e 1505601 1507107 


Clostridia; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 
Streptosporangineae; 


osporaceae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Arsenicicoccus 

0 Arsenicicoccus 
ineae; 


Actinomyces nasicola 


1668114 1669588 Actinomyces nasicola Bacteria; 


172854 Bacteria_16S 1709762 1709801 64 103 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
172854 Bacteria_16S 1735592 1735631 64 103 gi| 219878384 |ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 1738637 1738676 64 103 gi| 219878382 |ref|NR_025521.1| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 1770524 1770563 64 103 gi| 219878357 |ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
172854 Bacteria_16S 1829803 1829842 64 103 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
172854 Bacteria_16S 1848217 1848256 64 103 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
172854 Bacteria_16S 1900237 1900276 64 103 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 
172854 Bacteria_16S 1901627 1901666 64 103 gi|219878262|ref|NR_025401.1| Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 1907334 1907373 64 103 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 1910327 1910366 64 103 gi| 219878256 |ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 1931833 1931872 64 103 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 1951634 1951673 64 103 gi| 219878227 |ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 1954568 1954607 64 103 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 2030640 2030679 64 103 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
172854 Bacteria_16S 2036730 2036769 64 103 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


O: 
e 


172854 Bacteria_16S 2049234 2049273 64 103 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

172854 Bacteria_16S 2182938 2182977 64 103 gi|219857611|ref|NR_025200.1| Actinomyces 


ND 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 2189027 2189066 64 103 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
172854 Bacteria_16S 2293995 2294034 70 109 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
172854 Bacteria_16S 2309020 2309059 64 103 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 


172854 Bacteria_16S 2387767 2387802 65 100 gi 
yonseiensis strain KBl1 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; 
172854 Bacteria_16S 2454778 2454817 64 103 gi 
psychrolactophilus strain B7 16S ribosomal RNA, partial 


219857468 


219857415 
sequence 


Micrococcaceae; Arthrobacter. 

172854 Bacteria_16S 2499832 2499871 64 103 
strain MF63 16S ribosomal RNA, partial sequence 
Proteobacteria; 
172854 Bacteria_16S 2527142 2527177 65 100 gi 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
172854 Bacteria_16S 2618642 2618681 64 103 
strain CKB 16S ribosomal RNA, partial sequence 
Proteobacteria; 
172854 Bacteria_16S 2626260 2626299 64 103 gi| 219857247 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Tessaracoccus. 

172854 Bacteria_16S 2629373 2629412 70 109 
strain Se-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 
172854 Bacteria_16S 2646186 2646225 64 103 gi| 219857227 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 


gi| 219857382 


219857359 


Peptococcaceae; 
gi| 219857253 


gi|219857239 


23873 
Thermoanaer 


2499368 25008 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


25266 


2618180 26196 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


2628913 26303 


Rhodocyclale 


ref 


ref 


ref 


ref 


ref 


2454319 24557 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actino 


85 Dechloromonas 
Dechloromonas. 


2645713 26471 
Rhodocycl 


NR_025056.1 


07 2388807 Thermo 


NR_025003.1 


mycetales; 


NR_024877.1 


2625807 262727 
Actinomyceta 


NR_024867.1 


NR_024855.1 


Ss; 


obacteraceae; 


Arthrobacter 


32 Arthrobacter 
Micrococcineae; 


ref|NR_024970.1| Azoarcus toluclasticus 

57 Azoarcus toluclasticus Bacteria; 
Azoarcus. 

ref|NR_024947.1| Desulfotomaculum 

73 2528174 Desulfotomaculum alkaliphilum 

Desulfotomaculum. 

ref|NR_024884.1| Dechloromonas agitata 


agitata Bacteria; 


Tessaracoccus 
1 Tessaracoccus 


les; Propionibacterineae; 


Propionivibrio 


97 Propionivibrio 
aceae; Propionivibrio. 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 


Thermus scotoductus 
81 Thermus scotoductus Bacteria; 


172854 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


172854 Bacteria_16S 


strain SWub3 16S 


2650694 2650733 64 103 gi 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azospi 
2653711 2653750 64 103 gi 
ribosomal RNA, partial sequence 


219857224 
2650247 2651682 Azosp 


219857222 
2653267 26546 


ira 


ref|NR_024852.1| Azospira oryzae strain 


oryzae Bacteria; Proteobacteria; 


ref 
16 Azoarcus communis Bacteria; 


NR_024850.1 


Azoarcus communis 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

172854 Bacteria_16S 2655117 2655156 64 103 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 2667019 2667058 64 103 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 


Bacteria; Actinob 
Saccharopolyspora 


172854 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


172854 Bacteria_16S 


strain JCM 3151 1 


Microbispora. 


172854 Bacteria_16S 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


172854 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


172854 Bacteria_16S 


strain SM2-1 16S 


Proteobacteria; G 


172854 Bacteria_16S 
in HRKA1 16S ribosomal RNA, partial sequence 
schlegeliana Bacteria; 
172854 Bacteria_16S 


schlegeliana stra 


marinintestina st 


marinintestina Bacteria; 


Shewanella. 


172854 Bacteria_16S 


strain Al-3 16S r 


acteria; Actinobacteridae; Actinomycetal 


2668534 2668573 64 103 gi 
M 44228 16S ribosomal RNA, partial seque 


Strept 


2692602 2692641 64 103 gi 
TT 00-51 16S ribosomal RNA, partial sequ 


Proteobacteria; Gammaproteobacteri 
2736343 2736382 64 103 gi 


Proteobacteria; 


2748000 2748039 64 103 
ibosomal RNA, partial sequence 


gi 


a; 


Pseu 


219857211 


6S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; osporang 


219857193 


Alter 
219857163 
rain IK-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Alt 


219857155 
2747544 27 


488 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


172854 Bacteria_16S 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


2750945 2750984 64 103 gi 


Streptosporangiaceae; Microtetraspora. 


219857152 


, 


donocardineae; 


87 Microbispora 
ineae; 


omonadales; 
ref 


eromonadales; 


ref 
84 Arthrobacter 


ref 


Pseudonocardiaceae; 


ref|NR_024839.1 
2668117 266958 


Saccharopolyspora 
1 Saccharopolyspora 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Saccharopolyspora. 
2670069 2670108 64 103 gi|219857210|ref|NR_024838.1| Microbispora mesophila 


mesophila Bacteria; 
Streptosporangiaceae; 


ref|NR_024821.1] Planotetraspora 
2692168 2693639 Planotetraspora 


a; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Planotetraspora. 

2716575 2716614 64 103 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
ammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

2733363 2733402 64 103 gi|219857165|ref|NR_024793.1| Shewanella sairae 
ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2734853 2734892 64 103 gi|219857164|ref|NR_024792.1| Shewanella 


2734399 2735838 Shewanella 
Shewanellaceae; 
NR_024791.1| Shewanella 
2735889 2737328 Shewanella 
Shewanellaceae; 


Shewanella. 


Arthrobacter russicus 
russicus Bacteria; 
Micrococcaceae; Arthrobacter. 
NR_024780.1| Microtetraspora 
2750506 2751949 Microtetraspora 
Streptosporangineae; 


NR_024783.1 


172854 Bacteria_ 
sphaerica strain 


16S 2752439 2752478 64 103 gi 


219857151 
JCM 9374 16S ribosomal RNA, partial sequence 


ref|NR_024779.1| Planomonospora 
2752000 2753445 Planomonospora 


sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Streptosporangiaceae; 
172854 Bacteria_16S 


Planomonospora. 
2753935 2753974 64 


103 gi| 219857150 


ref 


NR_024778.1 


Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 


172854 Bacteria_16S 2814213 2814252 64 


strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


172854 Bacteria_16S 2817277 2817320 60 


cateniformis strain JCM 10604 16S ribosomal RNA, partial 


103 gi] 219857107 


v 


103 219856912 


sequence 


gi 


Streptosporangineae; 


ref 
2813767 2815209 Tetrasphaera 


ref 2 
2816799 2818283 Coprobacillus 


NR_024735.1 


Intrasporangiaceae; 


NR_024733.1 


Streptosporangiaceae; 


Tetrasphaera elongata 
elongata Bacteria; 
Tetrasphaera. 
Coprobacillus 


cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 


Coprobacillus. 
172854 Bacteria_16S 


2818773 2818812 64 


2 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
172854 Bacteria_16S 


Planomonospora. 
2820266 2820305 64 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
172854 Bacteria_16S 
parontospora subsp. 


2821760 2821799 64 


Actinomycetales; Streptosporangineae; 
172854 Bacteria_16S 
jannaschii strain 


2933488 2933527 64 


Marinobacterium. 


172854 Bacteria_16S 2937980 2938019 64 


2 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 


Actinoalloteichus. 
2960581 2960620 64 


Pseudonocardiaceae; 
172854 Bacteria_16S 


ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Alteromonadales; 
172854 Bacteria_16S 
SPS-17 16S ribosomal 
Thermus; Deinococci; 
172854 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
172854 Bacteria_16S 


3018419 3018458 70 


Thermales; 
3019939 3019978 70 


Deinococci; 
3021464 3021503 70 


strain RF-4 16S ribosomal RNA, partial sequence 
Thermales; 


Deinococcus-Thermus; 
172854 Bacteria_16S 


Deinococci; 
3030554 3030597 60 


strain I50 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
ref 


172854 Bacteria_16S 3083643 3083678 65 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
Clostridia; 


sulfurophilus Bacteria; 
Thermoanaerobacter. 
172854 Bacteria_16S 


Firmicutes; 


3092483 3092522 64 


strain TA68 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


172854 Bacteria_16S 3113523 3113562 64 
strain DSM 12081 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 


172854 Bacteria_16S 3119655 3119694 64 


riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacteriaceae; Corynebacterium. 
172854 Bacteria_16S 3133029 3133068 64 


strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


172854 Bacteria_16S 3174032 3174067 65 
mathranii strain A3 16S 
Bacteria; Firmicutes; 
172854 Bacteria_16S 


Clostridia; 
3178656 3178695 64 


IFO 15466 16S ribosomal RNA, partial 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; 


RNA, partial sequence 
Thermaceae; 


ribosomal RNA, partial sequence 
Thermales; 


complete sequence 
Rhodocyclales; 


ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


103 gi| 219856911 


103 gi| 219856910 


103 gi| 219856909 


103 219856834 


sequence 


gi 


103 gi| 219856831 


103 gi| 219856816 
Colwellia. 

109 gi|219846911 
Thermus. 


109 gi| 219846910 
Thermaceae; Thermus. 
109 gi|219846909 


Thermaceae; Thermus. 
103 gi| 219846903 


100 gi| 219846866 


103 gi| 219846860 


v 


103 gi|219846846 
Rhodocyclaceae; 
gi| 219846842 


103 


103 gi| 219846833 


v 


100 gi| 219846805 


103 gi| 219846802 


singulare strain IBS B52218 16S ribosomal RNA, partial sequence 


ref 
2818334 2819777 Planomonospora 


Actinomycetales; Streptosporangineae; 


ref 
70 Planobispora 
Streptosporangineae; 


ref 
antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Planomonospora. 
ref 


Alteromonadales; 
ref 
Actinomycetales; 


ref 
2960112 2961625 Colwellia 
Colwelliaceae; 
ref 
3017969 3019430 Thermus oshimai Bacteria; 


ref 
3019481 3020955 Thermus antranikianii Bacteria; 


ref 
3021006 3022477 Thermus igniterrae Bacteria; 


ref 
3030089 3031577 Clostridium cocleatum Bacteria; 


Thermoanaerobacterales; 


ref 
3092041 3093511 Kocuria rhizophila Bacteria; 
Micrococcaceae; 
ref 
3113039 3114569 Azoar 


ref 


ref 
43 Demetria terragena Bacteria; 


ref 

3173565 3175071 Thermoanaerobacter mathranii 
Thermoanaerobacteraceae; 
ref 


NR_024732.1 


NR_024731.1 


NR_024730.1 


partial sequence 
antibiotica Bacteria; Actinobacteria; 
Streptosporangiaceae; 


NR_024653.1 


Planomonospora 


Planobispora rosea 
rosea Bacteria; 


Streptosporangiaceae; 


Planomonospora 
2821321 2822766 
Actinobacteridae; 


Marinobacterium 


2933018 2934480 Marinobacterium 


NR_024650.1 


Alteromonadaceae; 


Actinoalloteichus 


2937540 2939007 Actinoalloteichus 


NR_024635.1 


NR_026503.1 


NR_026502.1 


NR_026501.1 


NR_026495.1 


NR_026458.1 


maris Bacteria; 


Pseudonocardineae; 


Colwellia maris strain 
Proteobacteria; 


Thermus oshimai strain 
Deinococcus- 
Thermus antranikianii 
Thermus igniterrae 


Clostridium cocleatum 


Thermoanaerobacter 


3083185 3084666 Thermoanaerobacter 


NR_026452.1 


NR_026438.1 


Azoarcus. 
NR_026434.1 


Ww 


NR_026425.1 


Thermoanaerobacteraceae; 


Kocuria rhizophila 


Kocuria. 
Azoarcus anaerobius 


cus anaerobius Bacteria; 


Corynebacterium 


119211 3120593 Corynebacterium 
Corynebacterineae; 


Demetria terragena 


Dermacoccaceae; Demetria. 


NR_026397.1 


NR_026394.1 
3178210 317953 


Thermoanaerobacter 


Thermoanaerobacter. 
Corynebacterium 
2 Corynebacterium 


singulare Bacteria; 


Corynebacteriaceae; Corynebacterium. 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


172854 Bacteria_16S 3200072 3200111 64 103 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 3205974 3206013 64 103 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

172854 Bacteria_16S 3207499 3207538 64 103 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 3214995 3215034 64 103 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

172854 Bacteria_16S 3249813 3249852 64 103 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 
strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 3250829 Nonomuraea salmonea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
172854 Bacteria_16S 3251313 3251352 64 103 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

172854 Bacteria_16S 3298346 3298385 64 103 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

172854 Bacteria_16S 3356161 3356200 64 103 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 
172854 Bacteria_16S 3366937 3366976 64 103 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

172854 Bacteria_16S 3368437 3368476 64 103 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

172854 Bacteria_16S 3369933 3369972 64 103 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

172854 Bacteria_16S 3371432 3371471 64 103 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 

172854 Bacteria_16S 3412462 3412501 64 103 gi|219846636|ref|NR_026228.1| Actinomyces viscosus 
strain NCTC 10951 16S ribosomal RNA, partial sequence 3412006 3413422 Actinomyces viscosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
172854 Bacteria_16S 3416879 3416918 64 103 gi|219846633|ref|NR_026225.1| Actinomyces 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

172854 Bacteria_16S 3428762 3428801 64 103 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

172854 Bacteria_16S 3430249 3430288 64 103 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 3431620 3431659 64 103 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172854 Bacteria_16S 3433069 3433108 64 103 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

172854 Bacteria_16S 3434427 3434466 64 103 gi|219846620|ref|NR_026212.1| Corynebacterium 


pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 


Corynebacteriacea 


e; Corynebacterium. 


3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


172854 Bacteria_16S 
strain 6843 DSM 1 


3478500 3478539 64 103 


172854 Bacteria_16S 3479950 3479989 64 103 


denticolens strain NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 


denticolens Bacte 
Actinomycetaceae; Actinomyces. 

172854 Bacteria_16S 3481429 3481468 64 
strain NCTC 11636 


103 


172854 Bacteria_16S 
strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 
172854 Bacteria_16S 
strain ATCC 51856 


3495105 3495144 64 
16S ribosomal RNA, 


103 


3498156 3498195 64 103 


172854 Bacteria_16S 3523893 3523932 64 103 


gregorii strain NCIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 


gregorii Bacteria; 
Pseudonocardiaceae; 
172854 Bacteria_16S 
strain 106 16S ri 
Proteobacteria; 
172854 Bacteria_16S 3571315 3571354 64 103 

strain 234/92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
172854 Bacteria_16S 3597229 3597268 64 
lentocellum strai 
Bacteria; Firmicutes; 
172854 Bacteria_16S 

hyovaginalis stra 


Saccharopolyspora. 
3556202 3556241 64 103 
bosomal RNA, partial sequence 


103 


Clostridia; Clostridiales; 
3601915 3601954 64 103 


Actinomycetaceae; Actinomyces. 

172854 Bacteria_16S 3653309 3653344 65 
halophilum strain 
halophilum Bacteria; 
172854 Bacteria_16S 
gelidimarina stra 
gelidimarina Bacteria; 
172854 Bacteria_16S 
frigidimarina str 
frigidimarina Bacteria; Proteobacteria; 
172854 Bacteria_16S 3730278 3730317 64 
libanotica strain 
libanotica Bacter 
Thermomonosporaceae; 
172854 Bacteria_16S 
subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 
172854 Bacteria_16S 
strain IFO 14097 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172854 Bacteria_16S 3737574 3737613 64 103 
strain IFO 14525 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172854 Bacteria_16S 3739038 3739077 64 103 
strain IFO 14345 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172854 Bacteria_16S 3740502 3740541 64 103 
niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 
172854 Bacteria_16S 3741966 3742005 64 103 
strain T/457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microtetraspora. 
172854 Bacteria_16S 


100 


Firmicutes; Clostridia; 
3657894 3657933 64 103 
Proteobacteria; 


3659451 3659490 64 103 


103 


Actinocorallia. 


3734652 3734691 64 103 


eae; Microbispora. 


3736115 3736154 64 103 


3743431 3743470 64 103 


Bifidobacteriales; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


gi 


complete sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


gi 


gi 
35 


Betaproteobacteria; Rhodocyclales; Rhodoc 


gi 
35 
gi 


gi 


in BM 1192/5 16S ribosomal RNA, partia 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae 


gi 


SEBR 3139 16S ribosomal RNA, partial 
Clostridia 


gi 


in ACAM 456 16S ribosomal RNA, partial 
Gammaproteobacte 


gi 


gi 


IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


gi 


gi 


Tu 


219846590 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


219846589 
1 


219846588 
34809 


219846579 
34946 
ales; 
219846577 
34976 


219846560 
equence 
ti 


219846538 
55718 35572 


219846528 
70843 35723 
ricella. 

219846509 


n RHM5 16S ribosomal RNA, partial sequence 35967 
Lachno 


spiraceae; 
219846505 

1 
7 


219846469 
sequence 
les; 
219846466 
sequence 
ria; 
219846465 


ain ICP1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


ia; Alte 
219846414 
sequence 

Ac 


219846411 


ain P132 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


219846410 


16S ribosomal RNA, partial sequence 3735706 37371 


Streptosporang 


gi 


219846409 


16S ribosomal RNA, partial sequence 3737165 37385 


Streptosporang 


gi 


219846408 


16S ribosomal RNA, partial sequence 3738628 37400 


Streptosporang 


gi 


Mt-3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


219846407 
37400 
Stre 


ales; 


219846406 


3741557 37429 
Streptosporang 


gi 


219846405 


sequence 
Actinomyc 


Pseudonocardineae; 


nomyceta 


yclaceae; 


sequence 
Actinomyceta 


Peptococc 


Alteromon 


tinomycetale 


Actinomycet 


ref|NR_026182.1 
Ac 
ref|NR_026181.1 

3479494 348091 
etal 
ref|NR_026180.1 
Ac 


ref|NR_026171.1 


ref|NR_026169.1 
Actinomycetac 
ref|NR_026152.1 

3523483 352488 
les; Pseudo 


ref|NR_026130.1 
47 Zoogloea 
Zoogloea. 


ref |NR_026120.1 


ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilytic 
ref |NR_026097.1 
3601450 360294 
les; 


ref|NR_026061.1 
3652827 365435 
aceae; Desul 
ref|NR_026058.1 
3657404 365891 
adales; 
ref|NR_026057.1 

3658961 366046 
romonadales; She 
ref|NR_026005.1 

3729869 373127 
s; Streptosp 


ref|NR_026002.1 

3734241 373565 
ales; Strept 
ref|NR_026001.1 


ineae; Streptosp 
ref|NR_026000.1 


ineae; Streptosp 
ref|NR_025999.1 


ineae; Streptosp 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref|NR_025997.1 


ineae; Streptosp' 


ref 


Shewanellaceae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
tinomycetace 


ae; Actinomyces. 
Actinomyces 
5 Actinomyces 


es; Actinomycineae; 


Actinomyces howellii 


66 3482380 Actinomyces howellii Bacteria; 
tinomycetace 


ae; Actinomyces. 
Thermocrispum agreste 


39 3496156 Thermocrispum agreste 
P 


seudonocardiaceae; 


Actinomyces radingae 


92 3499120 Actinomyces radingae Bacteria; 
e 


ae; Actinomyces. 
Saccharopolyspora 
4 Saccharopolyspora 


nocardineae; 


Zoogloea ramigera 


ramigera Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Clostridium 
idium lentocellum 


um. 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Desulfotomaculum 

2 Desulfotomaculum 
fotomaculum. 

Shewanella 

0 Shewanella 
Shewanella. 
Shewanella 

5 Shewanella 
wanellaceae; Shewanella. 
Actinocorallia 

2 Actinocorallia 
orangineae; 


Microbispora rosea 
5 Microbispora rosea 


osporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


NR_025996.1 


Nonomuraea ferruginea 


strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosp 


orangiaceae 7 Nonomuraea. 


172854 Bacteria_ 


strain 104 16S 
Actinobacteria; 


172854 Bacteria_ 


strain IFO 13155 
Actinobacteria; 


172854 Bacteria_ 


strain IFO 14745 
Actinobacteria; 


172854 Bacteria_ 


thermocisternum 
thermocisternum 


172854 Bacteria_ 


franzmannii stra 
Bacteria; Bacter 


172854 Bacteria_ 


strain Wai33 16S 


Deinococcus-Thermus; 
172854 Bacteria_ 


strain YT-1 16S 


Deinococcus-Thermus; 
172854 Bacteria_ 


brockii subsp. f 


Thermoanaerobacter brockii subsp. 


Thermoanaerobact 


172854 Bacteria_ 


strain IFO 15474 
Actinobacteria; 
Herbidospora. 


172854 Bacteria_ 


strain DSS12 16S 
Proteobacteria; 


172854 Bacteria_ 


strain SW-120 16 
Proteobacteria; 


172854 Bacteria_ 


strain SW-117 16 
Proteobacteria; 


172854 Bacteria_ 


strain JC1078 16 
Actinobacteria; 


172854 Bacteria_ 


KMM 3905 16S rib 
Actinobacteridae 


172854 Bacteria_ 


strain KMM 3823 
Proteobacteria; 


172854 Bacteria_ 


strain R18165 16 


16S 3744896 3744935 64 103 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 3746357 3746396 64 103 


gi 


Stre 
gi 


Actinobacteridae; Actinomycetales; 
16S 3747818 3747857 64 103 


Stre 
gi 


Actinobacteridae; Actinomycetales; Stre 
16S 3764498 3764533 65 100 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
16S 3793074 3793113 70 109 gi 
in 301 16S ribosomal RNA, partial seque 
oidetes; Flavobacteria; Flavobacteriale 
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e; 
NR_025993.1 
20 Nonomuraea africana Bacteria; 
e; 
NR_025979.1 
3764125 37655 
ococcaceae; 
NR_025959.1 
06 3794045 Polar 
iaceae; 
NR_025901.1 
26 Thermus filiformis Bacteria; 


NR_025900.1 
46 Thermus aquaticus Bacteria; 


NR_025897.1 
e 


Streptosp 


Streptosp 


Streptosp 


1 


i 


Pola 


388233 
Clostridia; 


Nonomuraea fastidiosa 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


orangiaceae; Nonomuraea. 
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Thermus aquaticus 
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8 3883860 


erales; Thermoanaerobacteraceae; Thermoanaerobacter. 

16S 3901233 3901272 64 103 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 

Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 

16S 3950777 3950816 64 103 gi|219846258|ref|NR_025848.1| Shewanella violacea 
ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 

Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 4028229 4028268 64 103 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 

S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 

Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 4029778 4029817 64 103 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 

S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 

Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 4053901 4053940 64 103 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 

S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 

Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 

16S 4125040 4125079 64 103 gi|219846133|ref|NR_025723.1| Kocuria marina strain 

osomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 

; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

16S 4178852 4178891 64 103 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 

16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 

Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 4237927 4237966 64 103 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 

S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

172854 Bacteria_16S 12407 12445 65 103 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

172854 Bacteria_16S 15451 15489 65 103 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

172854 Bacteria_16S 21598 21636 65 103 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

172854 Bacteria_16S 23148 23186 65 103 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 32363 32401 65 103 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

172854 Bacteria_16S 39677 39715 65 103 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

172854 Bacteria_16S 48826 48864 65 103 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 


172854 Bacteria_16S 51995 52033 65 103 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

172854 Bacteria_16S 55045 55083 65 103 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

172854 Bacteria_16S 59553 59591 65 103 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

172854 Bacteria_16S 61101 61139 65 103 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

172854 Bacteria_16S 64079 64117 65 103 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

172854 Bacteria_16S 78986 79024 65 103 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

172854 Bacteria_16S 80488 80526 65 103 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

172854 Bacteria_16S 89505 89543 65 103 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

172854 Bacteria_16S 106471 106509 65 103 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

172854 Bacteria_16S 130859 130897 65 103 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

172854 Bacteria_16S 153647 153685 65 103 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

172854 Bacteria_16S 158316 158354 65 103 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

172854 Bacteria_16S 159835 159873 65 103 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

172854 Bacteria_16S 185718 185756 65 103 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

172854 Bacteria_16S 248755 248793 65 103 gi| 265678896 |ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 


aerodenitrificans Bacteria; 


Microvirgula. 
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550605 550643 65 103 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
564341 564379 65 103 gi 
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teria; Firmicutes; Bacillales; Jeotgal 
668680 668718 65 103 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

680906 680944 65 103 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
682311 682349 65 103 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
738436 738474 65 103 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
755731 755769 65 103 
ibosomal RNA, partial sequence 


gi 


gi 


gi 


758785 758823 65 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
760337 760375 65 103 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
806314 806352 65 103 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; 
erium. 

809445 809479 75 109 gi 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


103 gi 
Neiss 
gi 


Thermodes 


830832 830870 65 103 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 


832388 832426 65 103 gi 


tes; Lactobacillales; Enterococcaceae; 


265678691|ref|NR_028996.1| Staphylococcus 
ce 540862 542331 Staphylococcus nepalensis 
265678685 |ref|NR_028990.1| Lactobacillus 
quence 550095 551652 Lactobacillus 
ctobacillaceae; Lactobacillus. 
265678676|ref|NR_028981.1| Rhodoglobus vestalii 
563902 565327 Rhodoglobus vestalii Bacteria; 
ococcineae; Microbacteriaceae; Rhodoglobus. 
265678662|ref|NR_028967.1| Bacillus barbaricus 
584888 586308 Bacillus barbaricus Bacteria; 
265678647 |ref|NR_028952.1| Oceanobacillus 
nce 605920 607435 Oceanobacillus picturae 
cillus. 
265678645 |ref|NR_028950.1| Planomicrobium 
1 sequence 609006 610485 Planomicrobium 
ccaceae; Planomicrobium. 
265678644|ref|NR_028949.1| Lactobacillus 
equence 610536 612079 Lactobacillus 
acillaceae; Lactobacillus. 
265678639|ref|NR_028944.1| Microbacterium 
ce 618371 619715 Microbacterium aerolatum 
ales; Micrococcineae; Microbacteriaceae; 
265678629 |ref|NR_028934.1| Acetobacterium tundrae 
631874 633351 Acetobacterium tundrae Bacteria; 
Acetobacterium. 
265678625|ref|NR_028930.1| Stenotrophomonas 
ence 637982 639478 Stenotrophomonas rhizophila 
nadales; Xanthomonadaceae; Stenotrophomonas. 
265678617 |ref|NR_028922.1]| Aerococcus 
tial sequence 650305 651625 Aerococcus 
rococcaceae; Aerococcus. 
265678608|ref|NR_028913.1| Jeotgalicoccus 
tial sequence 660668 662086 Jeotgalicoccus 
icoccus. 
265678603|ref|NR_028908.1| Arcanobacterium 
al sequence 668320 669706 Arcanobacterium 
e; Actinomycetales; Actinomycineae; 
265678595 |ref|NR_028900.1| Neisseria animalis 
680477 681831 Neisseria animalis Bacteria; 
eriaceae; Neisseria. 
265678594|ref|NR_028899.1| Neisseria lactamica 
681882 683236 Neisseria lactamica Bacteria; 
eriaceae; Neisseria. 
265678555|ref|NR_028859.1| Herbaspirillum 
ence 737948 739471 Herbaspirillum lusitanum 
riales; Oxalobacteraceae; Herbaspirillum. 
265678542 |ref|NR_028846.1| Agromyces albus strain 
755262 756747 Agromyces albus Bacteria; 
ococcineae; Microbacteriaceae; Agromyces. 
265678540|ref|NR_028844.1| Alysiella filiformis 
758305 759815 Alysiella filiformis Bacteria; 
eriaceae; Alysiella. 
265678539|ref|NR_028843.1| Neisseria dentiae 
759866 761206 Neisseria dentiae Bacteria; 
eriaceae; Neisseria. 
265678508|ref|NR_028811.1| Thermodesulfobacterium 
ce 805842 807361 Thermodesulfobacterium 
ulfobacteriales; Thermodesulfobacteriaceae; 
265678506 |ref|NR_028809.1| Pseudoalteromonas 
ence 808968 810417 Pseudoalteromonas phenolica 
nadales; Pseudoalteromonadaceae; 
265678492 |ref|NR_028795.1| Enterococcus 
quence 830324 831835 Enterococcus 
nterococcaceae; Enterococcus. 
265678491 |ref|NR_028794.1| Enterococcus 
831886 833394 Enterococcus moraviensis 
Enterococcus. 


172854 Bacteria_16S 
strain CFBP 4188 
Proteobacteria; 

172854 Bacteria_16S 
marinus subsp. pa 


867218 867256 65 


879034 879072 65 


103 


103 


gi 


gi 


storis strain PCC 9511 16S ribosomal R 


265678467 


16S ribosomal RNA, partial sequence 866725 86827 
Gammaproteobacteria; Xanthomonadales; X 


265678459 


anthomonadaceae; 


NA, partia 


ref |NR_028770.1 


ref|NR_028762.1 
1 sequence 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 
Xanthomon 


as. 
Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcaceae; 
172854 Bacteria_16S 
strain VKM Ac-179 


Prochlorococcus. 


885178 885216 65 


103 


gi 


9 16S ribosomal RNA, partial sequence 


265678454 
88470 


ref|NR_028756.1 
1 886196 Rathay 


Rathayibacter caricis 
ibacter caricis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 

172854 Bacteria_16S 886712 886750 65 103 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

172854 Bacteria_16S 897365 897403 65 103 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

172854 Bacteria_16S 911272 911310 65 103 gi| 265678437 |ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

172854 Bacteria_16S 942205 942243 65 103 gi| 265678417 |ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

172854 Bacteria_16S 943768 943806 65 103 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

172854 Bacteria_16S 945331 945369 65 103 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

172854 Bacteria_16S 946891 946929 65 103 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

172854 Bacteria_16S 948457 948495 65 103 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

172854 Bacteria_16S 950018 950056 65 103 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

172854 Bacteria_16S 951577 951615 65 103 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

172854 Bacteria_16S 953128 953166 65 103 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

172854 Bacteria_16S 954688 954726 65 103 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

172854 Bacteria_16S 962384 962422 65 103 gi| 265678403 |ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

172854 Bacteria_16S 977585 977619 69 103 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

172854 Bacteria_16S 996202 996240 65 103 gi|265678380|ref|NR_028682.1| Granulicatella elegans 


strain B1333 16S 
Firmicutes; 
172854 Bacteria_16S 
succinus subsp. s 
Staphylococcus 
172854 Bacteria_16S 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
Lactobacillales; 


satsumensis Bacteria; 
172854 Bacteria_16S 


ribosomal RNA, 
Lactobacillales; 


complete sequ 
Carnobacteriacea 
1018887 1018925 65 


succinus subsp. 
1032675 1032713 65 


Firmicutes; 
1035731 1035769 65 


ence 
e; 
103 


103 


103 


strain 7-2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 


1037272 1037310 65 


103 


strain 7-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 


1080957 1080995 65 


103 


strain NAF0O01 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


Bacillaceae; Bacillus 


995703 99724 
Granuli 


gi 


uccinus strain AMG-D1 16S ribosomal RNA, 
succinus Bacteria; 


gi 


Lactobacillace 


gi 


1035238 10367 
Betaproteobacteria; Burkholderiales; Ox 


gi 


1036784 10382 
Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


catella. 
265678365 
complet 


265678356 
sequence 


265678354 


alobactera 
265678353 


Firmicutes; 


ref |NR_028667.1 
e sequence 
Bacillales; 
ref|NR_028658.1 

1032165 103372 
Lactobacillu 
NR_028656.1 


ae; 
ref 
ceae; Herbaspiri 
ref|NR_028655.1 


ae; Curvibacter. 


265678322 


0 Granulicatella elegans Bacteria; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Lactobacillus 
0 Lactobacillus 
Ss. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


ref|NR_028624.1 


Bacillus funiculus 


1080469 1081998 Bacillus funiculus Bacteria; 


172854 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; 


1139 16S ribosoma 
Bacillales; Bacil 


172854 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


172854 Bacteria_16S 


strain 14 16S rib 


Actinobacteria; Actinoba 
172854 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


172854 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


172854 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


172854 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


172854 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


172854 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


172854 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


172854 Bacteria_16S 


c9l1 
Proteobacteria; 


16S ribosomal 
B 


172854 Bacteria_16S 


13501 
Proteobacteria; 


16S ribosom 
B 


172854 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


172854 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


172854 Bacteria_16S 


strain UR/MT95 16 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

172854 Bacteria_16S 1284813 1284851 65 103 gi|219846054|ref|NR_025644.1 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 128584 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

172854 Bacteria_16S 1286370 1286408 65 103 gi|219846053|ref|NR_025643.1 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 128739 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

172854 Bacteria_16S 1293961 1293999 65 103 gi| 228715348 |ref|NR_027520.1 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 129495 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

172854 Bacteria_16S 1296872 1296910 65 103 gi|219857534|ref|NR_025122.1 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 12978 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1301404 1301442 65 103 gi|219846639|ref|NR_026231.1 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Sedis; Caldicellulosiruptor. 
172854 Bacteria_16S 1304514 1304552 65 103 gi|219846460|ref|NR_026051.1 


owensensis OL 16S 


Lacto 
172854 Bacteria_16S 


1082484 1082522 65 103 gi 


1091679 1091717 65 103 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1102057 1102095 65 103 
osomal RNA, partial sequence 


gi 


gi 


1112758 1112796 65 
76 16S 
acteria 


103 gi 


, 


1136939 1136977 65 
mal RNA, complete sequence 
Actino: 


103 gi 


1138490 1138528 65 
omal RN 
Actino: 


103 gi 


1144593 1144631 65 
rain CM 
cteria; 


103 gi 


Proteobacteria; 


1146077 1146115 65 103 gi 


S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Sedis; Caldicellulosiruptor. 
172854 Bacteria_16S 1312015 1312053 65 103 gi|228721465|ref|NR_027606.1 


pv. 


cteridae; Actinomycetales; Micr 


ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


mycetales; Micrococcineae; Micr 


3 16S ribosomal RNA, partial se 
Gammaproteobac 


265678321 


6S ribosomal RNA, partial sequence 1082049 10834 


265678315 


1091188 10926 
Lactobac 


illus. 
265678308 


1101592 11031 
ococcineae 


265678300 
e 
ales; 


253680765 


1136447 1137959 Leifs 
obacteriac 


253680764 


A, complete sequence 1138010 1139535 Leifs 
mycetales; Micrococcineae; Micr 


253680760 
quence 
teria; 


253680759 


1266430 12679 


16S ribosomal RNA, partial sequence 1300923 13024 


1304017 13055 


juglandis strain LMG 747 16S ribosomal RNA, partial sequence 


11123 
Micr 


obacteriac 


Pse 


ref |NR_028623.1 
61 Lactobacillus 


ref |NR_028617.1 
88 Lactobacillus 


ref|NR_028610.1 


; Microbacteria 
ref|NR_028601.1 
07 1113789 Micro 
ococcineae; Mic 


ref 
onia 
eae; 
ref 
onia 
eae; 
ref 


NR_028013.1 
aurea Bact 
Leifsonia. 
NR_028012.1 
rubra Bact 
Leifsonia. 
NR_028008.1 
144133 114556 
udomonadales; Ps 


R 


ref |NR_028007.1 


b 
r 


e 


e 


Lactobacillus equi 
equi Bacteria; 


bacillales; Lactobacillaceae; Lactobacillus. 

1087030 1087068 65 103 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
laceae; Bacillus. 


Lactobacillus algidus 
algidus Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
c 


eae; Agromyces. 
Microbacterium 

acterium halophilum 

obacteriaceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Collimonas fungivorans 


ibosomal RNA, partial sequence 1145612 1147064 Collimonas fungivorans Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

1155089 1155127 65 103 gi|253680753|ref|NR_028001.1| Oceanobacillus 
16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
tes; Bacillales; Bacillaceae; Oceanobacillus. 

1177864 1177902 65 103 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
osomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
aetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

1179385 1179423 65 103 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 

RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
etaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

1192942 1192980 65 103 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
al RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1197604 1197642 65 103 gi|228715504|ref|NR_027534.1| Ramlibacter 
310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 

1233788 1233826 65 103 gi| 219878266 |ref|NR_025405.1| Microbacterium 
rain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Microbacterium. 
1266915 1266953 65 103 gi|219846423|ref|NR_026014.1| Massilia timonae 


23 Massilia timonae Bacteria; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


1311542 131304 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


pv. 
Xanthomonas. 
172854 Bacteria_16S 
subsp. subtilis s 
subsp. subtilis Bacteria; 
172854 Bacteria_16S 1316692 1316730 65 
str. Twist 16S ribosomal 
Bacteria; Actinobacteria; 
172854 Bacteria_16S 
schleiferi subsp. 
Staphylococcus schleiferi 
172854 Bacteria_16S 
subsp. urealyticu 


1315145 1315183 65 


Firmicutes; 


1318256 1318294 65 


1319798 1319836 65 


172854 Bacteria_16S 
carnosus subsp. c 
carnosus subsp. carnosus Bacteria; 
172854 Bacteria_16S 
kristjanssonii 17 
kristjanssonii 17 
Family III. 
172854 Bacteria_16S 
subsp. 
sakei subsp. carnosus Bacteria; 
172854 Bacteria_16S 
thermacidophilum 


1321340 1321378 65 


1324422 1324460 65 
7R1B Bacteria; 


1327495 1327533 65 


1330486 1330524 65 


Firmicutes; 


RNA, partial sequence 
Actinobacteridae; Actinomycet 


103 gi| 228715347 |ref|NR_027519.1 
artial sequence 131930 
ales; Staphylococcus. 

103 gi|228715346|ref|NR_027518.1 
partial sequence 132084 

Bacillales; Staphylococcus. 
103 gi|219878140|ref|NR_025279.1 
sequence 1323941 132544 


train DSM 10 16S ribosomal RNA, partia 


coagulans strain GA 211 16S ribosomal 
subsp. coagulans Bacteria; 


s strain MAW 8436 16S ribosomal RNA, p 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacill 


arnosus strain 361 16S ribosomal RNA, 
7R1B strain 16S ribosomal RNA, partial 


Firmicutes; 
Incertae Sedis; Caldicellulosiruptor. 


Clostridia; 


Firmicutes; 


Thermoanaerobacterales; 


carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 
Firmicutes; 


Bacillales; 


T 


juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


103 gi|228716557|ref|NR_027552.1| Bacillus subtilis 

1 sequence 1314657 1316173 Bacillus subtilis 
Bacillales; Bacillaceae; Bacillus. 
103 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
1316224 1317707 Tropheryma whipplei str. Twist 

ales; Micrococcineae; Tropheryma. 

103 gi| 228715349 |ref|NR_027521.1| Staphylococcus 
RNA, partial sequence 1317758 1319249 


Staphylococcus. 
Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


103 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
1326995 1328388 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
103 gi|219846082|ref|NR_025672.1| Bifidobacterium 
omal RNA, complete sequence 1330013 1331535 


subsp. porcinum strain P3-14 16S ribos 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; 


Actinobacteria; Actinobacteridae; 


Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 

172854 Bacteria_16S 1356441 1356479 65 103 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 1360896 1360950 46 100 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

172854 Bacteria_16S 1376123 1376161 65 103 gi|228717818|ref|NR_027567.1| Polaromonas 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
CdJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

172854 Bacteria_16S 1401558 1401596 65 103 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

172854 Bacteria_16S 1419596 1419634 65 103 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1433531 1433569 65 103 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

172854 Bacteria_16S 1441274 1441312 65 103 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

172854 Bacteria_16S 1456413 1456451 65 103 gi| 224581416 |ref|NR_027197.1| Achromobacter 


ruhlandii strain 
Bacteria; 


172854 Bacteria_16S 1471488 1471526 65 


103 


EY3918 16S ribosomal RNA, partial sequence 1 
Proteobacteria; Betaproteobacteria; Burkholde 


gi 


4559 
riales; Al 
224581405 


66 1457283 Achro: 
cali 


ref 


genaceae; Ac 
NR_027186.1 


piechaudii strain 
piechaudii Bacter 


172854 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


172854 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


172854 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


EY3860 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Betaproteobacteria; 
1477481 1477519 65 103 gi 
Lactobacillaceae; Lactobacil 
1479052 1479090 65 103 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1480624 1480662 65 103 gi 
ain K601 16S ribosomal RNA, partial sequ 
1 Bacteria; Proteobacteria; Betaproteoba 


et 
oc 


nce 


Burkholderia 
219878440 
6S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillales; 
172854 Bacteria_16S 


lus. 


219878381 
e sequen 


occus. 


219878371 


ence 
cteria; 


1497213 1497255 61 103 gi 
ubsp. 
lanaerobium saccharolyticum subsp. 


Halanaerobiaceae; Halanaerobium. 


219846665 
saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 


1471041 147236 
les; Alcalig 
ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025520.1 
ce 1478573 148010 


ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


mobacter ruhlandii 


hromobacter. 
Achromobacter 

1 Achromobacter 

enaceae; Achromobacter. 
Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


ref|NR_026257.1 


Halanaerobium 
1496733 


saccharolyticum Bacteria; Firmicutes; Clostridia; 


172854 Bacteria_16S 1509180 1509218 65 103 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
172854 Bacteria_16S 1510759 1510797 65 103 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

172854 Bacteria_16S 1513628 1513666 65 103 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 


strain 34hsl1 16S 
Firmicutes; Bacil 


ribosomal RNA, partial sequence 1513128 15146 


lales; Bacillaceae; Bacillus. 


43 Bacillus odysseyi Bacteria; 


172854 Bacteria_16S 1548641 1548679 65 103 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

172854 Bacteria_16S 1550107 1550145 65 103 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

172854 Bacteria_16S 1551575 1551613 65 103 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

172854 Bacteria_16S 1577024 1577062 65 103 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172854 Bacteria_16S 1578580 1578618 65 103 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 


Proteobacteria; G 
172854 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; Pseudomonad 
1583098 1583136 65 103 gi| 219878489 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 15841 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
172854 Bacteria_16S 1584654 1584692 65 103 gi| 219878488 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 15856 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
172854 Bacteria_16S 1586209 1586247 65 103 gi| 219878487 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 15872 
Bacillales; Bacillaceae; Bacillus. 
172854 Bacteria_16S 1587770 1587808 65 103 gi| 219878486 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 15887 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
172854 Bacteria_16S 1622843 1622881 65 103 gi| 219878461 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
172854 Bacteria_16S 1630365 1630403 65 103 gi| 219878456 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 


aceae; Pseudomonas. 
ref|NR_025628.1| Viridibacillus arenosi 
24 Viridibacillus arenosi Bacteria; 


ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


ref |NR_025626.1 
33 Bacillus humi 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025600.1 
1622384 162383 

olderiales; Alcaligenaceae; Sutterella. 

ref|NR_025595.1| Bacillus gelatini 

69 Bacillus gelatini Bacteria; 


Sutterella 
8 Sutterella 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1631906 1631944 65 103 gi|219878455|ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 
172854 Bacteria_16S 1635027 1635065 65 103 gi|219878453|ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

172854 Bacteria_16S 1636489 1636527 65 103 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1637980 1638018 65 103 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1650112 1650150 65 103 gi|219878442|ref|NR_025581.1| Labrys monachus strain 
VKM B1479 16S ribosomal RNA, partial sequence 1649700 1651141 Labrys monachus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 

172854 Bacteria_16S 1651665 1651703 65 103 gi| 219878441 |ref|NR_025580.1| Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1654746 1654784 65 103 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

172854 Bacteria_16S 1660906 1660944 65 103 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

172854 Bacteria_16S 1685223 1685261 65 103 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1689772 1689810 65 103 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 


172854 Bacteria_16S 


Microbacterium. 
172854 Bacteria_16S 
strain LMG 3475 1 
Proteobacteria; 
172854 Bacteria_16S 


xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 


1697527 1697565 65 


1725040 1725078 65 


1734077 1734111 64 


103 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


103 
6S ribosomal RNA, partial sequence 1724592 17259 
Betaproteobacteria; Burkholderiales; Comamonadace 


98 


gi|219878409 
Micr 


gi|219878391 


gi|219878385 


ref|NR_025548.1 


ococcineae; Mic 
ref |NR_025530.1 
ae; Comamonas. 


ref|NR_025524.1 
1733638 173507 


Microbacterium 


56 1698545 Microbacterium paraoxydans 
robacteriaceae; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 


xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

172854 Bacteria_16S 1752381 1752419 65 103 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 

strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1802268 1802306 65 103 gi|219878334|ref|NR_025473.1| Bacillus 

decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 

decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 1808460 1808498 65 103 gi|219878330|ref|NR_025469.1]| Planococcus 

antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 

antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

172854 Bacteria_16S 1811488 1811526 65 103 gi|219878328|ref|NR_025467.1| Curtobacterium 

flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 

172854 Bacteria_16S 1814570 1814608 65 103 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 

LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

172854 Bacteria_16S 1819165 1819203 65 103 gi|219878323|ref|NR_025462.1| Plantibacter flavus 


strain P 297/02 1 


172854 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
172854 Bacteria_16S 
strain P 229/10 1 


172854 Bacteria_16S 
scardovii strain 
scardovii Bacteri 
Bifidobacterium. 
172854 Bacteria_16S 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Gul 
172854 Bacteria_16S 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial 
Lactobacillales; 


paraplantarum Bacteria 
172854 Bacteria_16S 
strain DSM 497 16 
Firmicutes; Bacillales 
172854 Bacteria_16S 
strain M577-94 16 
Firmicutes; Lactobacil 
172854 Bacteria_16S 


sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


sulfidifaciens Bacteri 
172854 Bacteria_16S 
strain DSM 9172 1 
Firmicutes; Lactobacil 
172854 Bacteria_16S 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; 


172854 Bacteria_16S 
strain DSM 11713 
Firmicutes; Bacillales 
172854 Bacteria_16S 


psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 
Bacillales; 


psychrotolerans Bacter 
172854 Bacteria_16S 


1820698 1820736 65 


1822222 1822260 65 


1832905 1832943 65 


1834354 1834392 65 
osibacter. 
1840569 1840607 65 


; Firmicutes; 
1842108 1842146 65 


; Bacillaceae; 
1843673 1843711 65 


lales; 
1854194 1854232 65 


a; Firmicutes; 
1857146 1857184 65 


lales; 
1878523 1878561 65 
1890991 1891029 65 


; Bacillaceae; 
1892512 1892550 65 


ia; Firmicutes; 
1897194 1897232 65 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


103 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


103 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


103 


CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


103 


103 


103 


S ribosomal RNA, partial sequence 
Bacillus. 


103 


S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


103 


103 


6S ribosomal RNA, partial sequence 1856650 18581 
Carnobacteriaceae; 


103 


103 


16S ribosomal RNA, partial sequence 1890504 18919 
Bacillus. 


103 


103 


gi| 219878322 


gi|219878321 


219878313 
sequence 
Bifidobacte 


gi 


gi| 219878312 


gi|219878308 


gi|219878307 
1841624 18431 


gi| 219878306 

1843183 18446 

Isobaculum. 
gi|219878298 


gi|219878296 


Trichococcus. 
gi|219878282 


gi|219878270 


gi|219878269 


Bacil 
gi 


laceae; 
219878265 


Actinomycetales; 


sequence 1840072 18415 
Lactobacillaceae; 


Burkholderiales; 


Bacillus. 


; Microbacteriac 
ref|NR_025461.1 

1820242 182172 
les; Micrococcin 
ref |NR_025460.1 
; Microbacteriac 
ref|NR_025452.1 


1832458 183383 
riales; Bifidoba 


ref|NR_025451.1 

1833888 183531 
Microc 
ref|NR_025447.1 
7 
Lactobacil 


ref |NR_025446.1 


ref|NR_025445.1 


ref |NR_025437.1 

185372 
Globicatella 
ref|NR_025435.1 


69 Trichococcus 


ref|NR_025421.1 
1878060 187954 
Burkho 


ref |NR_025409.1 


ref |NR_025408.1 


189204 


ref 


91 Plantibacter flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Gulosibacter 
7 Gulosibacter 
occineae; 


Lactobacillus 

3 Lactobacillus 

lus. 

Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Globicatella 
6 1855215 Globicatella 


Trichococcus palustris 


palustris Bacteria; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Bordetella trematum 


NR_025404.1 


strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


172854 Bacteria_ 
strain LMG 1945, 
Proteobacteria; 
172854 Bacteria_ 


CIP 106764 16S ri 
Lacto 


Firmicutes; 
172854 Bacteria_ 


sanguinicola stra 
sanguinicola Bact 


172854 Bacteria_ 
strain DSM 12654 
Firmicutes; 
172854 Bacteria_ 
strain DSM 20285 
Firmicutes; 
172854 Bacteria_ 


nitrativorans str 
nitrativorans Bac 


172854 Bacteria_ 
strain LMG 18435 
Firmicutes; 
172854 Bacteria_ 
strain LMG 17489 
Firmicutes; 
172854 Bacteria_ 


strain Se-1111R 1 
B 


Proteobacteria; 
172854 Bacteria_ 


foliorum strain P 
foliorum Bacteria 


Microbacterium. 
172854 Bacteria_ 


strain m2661/98/1 


Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

172854 Bacteria_16S 1965234 1965272 65 103 gi| 219878218 |ref|NR_025357.1 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 196621 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales 
Alcaligenes. 

172854 Bacteria_16S 1971034 1971072 65 103 gi|219878214|ref|NR_025353.1 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 197204 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalob 
Herbaspirillum. 

172854 Bacteria_16S 1974129 1974167 65 103 gi|219878212|ref|NR_025351.1 
strain 581 16S ribosomal RNA, partial sequence 1973642 19751 

Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

172854 Bacteria_16S 1980359 1980397 65 103 gi| 219878208 |ref|NR_025347.1 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 198138 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetale 
Actinomycetaceae; Arcanobacterium. 

172854 Bacteria_16S 2039845 2039883 65 103 gi|219878168|ref|NR_025307.1 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 204086 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 
172854 Bacteria_16S 2041402 2041440 65 103 gi| 219878167 |ref|NR_025306.1 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 204243 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xa 
Pseudoxanthomonas. 

172854 Bacteria_16S 2042960 2042998 65 103 gi| 219878166 |ref|NR_025305.1 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 204400 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
Stenotrophomonas. 

172854 Bacteria_16S 2044537 2044575 65 103 gi| 219878165 |ref|NR_025304.1 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteim 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimona 
172854 Bacteria_16S 2073691 2073729 65 103 gi|219878141|ref|NR_025280.1 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castel 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Ca 
172854 Bacteria_16S 2095077 2095115 65 103 gi|219878125|ref|NR_025264.1 


strain SW-72 16S 
Firmicutes; 


Firmicutes; 


B 


Bacil 


Lacto 


Bacil 


Bacil 


Bacil 
172854 Bacteria_16S 
strain P-1 16S ribosomal RNA, partial sequence 
Clostridia; 


16S 1898736 1898774 65 103 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
16S 1903109 1903147 65 103 gi 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
16S 1908788 1908826 65 103 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
16S 1911804 1911842 65 103 gi 


2 


2 


lales; 
16S 


Bacillaceae; Bacillus. 
1945487 1945525 65 103 gi 


lales; Bacillaceae; Bacillus. 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ne 
ca 


1902626 19040 


219878257 
al 
oc 
219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


16S ribosomal RNA, partial sequence 1940300 19418 


219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


16S 1946984 1947022 65 103 gi|219878230|ref|NR_025369.1 
6S ribosomal RNA, partial sequence 1946525 19480 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
16S 1948521 1948559 65 103 gi|219878229|ref|NR_025368.1 
333/02 16S ribosomal RNA, partial sequence 1948071 194955 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
16S 1960653 1960691 65 103 gi|219878221|ref|NR_025360.1 
16S ribosomal RNA, partial sequence 1960167 1961603 Vagoco 


2094597 20961 


19878264 
e 18982 
ligenace 
19878261 


ref|NR_025403.1 
81 1899753 Brack 
ae; Brackiella. 
ref|NR_025400.1 


ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025394.1 
21 Ureibacillus 


sequenc 
occaceae 


ref |NR_025370.1 


2108731 2108769 65 103 gi 


Clostridiales; Clostridiaceae; Cl 


219873437 
2108290 2109771 Clostridium aldrichii Bacteria; 


i 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Aerococcus 
6 Aerococcus 


Ureibacillus terrenus 


terrenus Bacteria; 


lales; Planococcaceae; Ureibacillus. 

16S 1918001 1918039 65 103 gi| 219878249 |ref|NR_025388.1| Pediococcus inopinatus 
16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
bacillales; Lactobacillaceae; Pediococcus. 

16S 1936260 1936298 65 103 gi|219878237|ref|NR_025376.1| Comamonas 

ain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 

teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
16S 1940778 1940816 65 103 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Vagococcus fessus 
ccus fessus Bacteria; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 
Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Dolosicoccus 
7 Dolosicoccus 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 
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172854 Bacteria_16S 


2114820 2114858 65 103 gi 


219857658 


ref|NR_025247.1| Planococcus maritimus 


strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 
172854 Bacteria_16S 2123923 2123961 65 103 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
172854 Bacteria_16S 2125479 2125517 65 103 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
172854 Bacteria_16S 2146539 2146577 65 103 gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 2147531 Pseudomonas jinjuensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
172854 Bacteria_16S 2169309 2169347 65 103 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 
172854 Bacteria_16S 2178396 2178434 65 103 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
172854 Bacteria_16S 2184421 2184459 65 103 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 
172854 Bacteria_16S 2185983 2186021 65 103 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 
172854 Bacteria_16S 2196596 2196634 65 103 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
172854 Bacteria_16S 2229869 2229907 65 103 gi|219857579|ref|NR_025167.1| Laribacter 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
172854 Bacteria_16S 2261986 2262024 65 103 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
172854 Bacteria_16S 2265105 2265143 65 103 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 
172854 Bacteria_16S 2285007 2285045 65 103 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
172854 Bacteria_16S 2304445 2304483 65 103 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 
172854 Bacteria_16S 2307544 2307582 65 103 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 
172854 Bacteria_16S 2313585 2313623 65 103 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 
172854 Bacteria_16S 2315089 2315127 65 103 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
strain KCTC 12005 16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
172854 Bacteria_16S 2316629 2316667 65 103 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
172854 Bacteria_16S 2318076 2318114 65 103 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
172854 Bacteria_16S 2319668 2319706 65 103 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 
172854 Bacteria_16S 2325735 2325773 65 103 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
172854 Bacteria_16S 2328659 2328697 65 103 gi|219857510|ref|NR_025098.1| Microbacterium 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


; Microbacterium. 


172854 Bacteria_16S 2352772 2352810 65 103 gi|219857492|ref|NR_025080.1| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
172854 Bacteria_16S 2360450 2360488 65 103 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

172854 Bacteria_16S 2361968 2362006 65 103 gi|219857486|ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
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172854 Bacteria_16S 2696976 2697014 65 103 gi|219857190|ref|NR_024818.1| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus 

172854 Bacteria_16S 2698530 2698568 65 103 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 2712070 2712108 65 103 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 2718111 2718149 65 103 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

172854 Bacteria_16S 2725746 2725784 65 103 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 2743716 2743754 65 103 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

172854 Bacteria_16S 2745186 2745224 65 103 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

172854 Bacteria_16S 2749418 2749456 65 103 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

172854 Bacteria_16S 2769001 2769039 65 103 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 2784126 2784164 65 103 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 

172854 Bacteria_16S 2815725 2815763 65 103 gi|219856913|ref|NR_024734.1| Pseudomonas 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 2815260 2816748 Pseudomonas 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

172854 Bacteria_16S 2841542 2841584 61 103 gi|219856896|ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

172854 Bacteria_16S 2844587 2844625 65 103 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

172854 Bacteria_16S 2847674 2847712 65 103 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

172854 Bacteria_16S 2849235 2849273 65 103 gi|219856891|ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
172854 Bacteria_16S 2850796 2850834 65 103 gi|219856890|ref|NR_024709.1| Pseudomonas 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

172854 Bacteria_16S 2852365 2852403 65 103 gi|219856889|ref|NR_024708.1| Pseudomonas geniculata 
strain ATCC 19374 16S ribosomal RNA, partial sequence 2851886 2853382 Pseudomonas geniculata 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 

172854 Bacteria_16S 2857044 2857082 65 103 gi| 219856886 |ref|NR_024705.1| Pseudomonas cissicola 
strain ATCC 33616 16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

172854 Bacteria_16S 2861650 2861688 65 103 gi| 219856883 |ref|NR_024702.1| Curvibacter 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
172854 Bacteria_16S 2867822 2867860 65 103 gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

172854 Bacteria_16S 2869390 2869428 65 103 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
172854 Bacteria_16S 2870970 2871008 65 103 gi|219856877|ref|NR_024696.1| Bacillus vallismortis 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


172854 Bacteria_16S 2872547 2872585 65 103 
strain IFO15566 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
172854 Bacteria_16S 2875712 2875750 65 103 
strain IFO15718 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
172854 Bacteria_16S 2878858 2878896 65 103 
IFO15715 16S ribosomal RNA, partial sequence 2878366 
Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 2880424 2880462 65 103 
strain JCM9731 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
172854 Bacteria_16S 2881977 2882015 65 103 
strain JCM9070 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
172854 Bacteria_16S 2894001 2894039 65 103 
strain CM-10 16S ribosomal RNA, partial sequence 
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arlettae Bacteria; 
172854 Bacteria_16S 
japonensis strain 


Firmicutes; Bacillales; 


2923088 2923126 65 103 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
172854 Bacteria_16S 2936477 2936515 65 103 gi| 219856832 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodosp 
Acidiphilium. 

172854 Bacteria_16S 2945637 2945675 65 103 gi| 219856826 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillace 
172854 Bacteria_16S 2956137 2956175 65 103 gi| 219856819 


ketosireducens strain IFO 14548 16S ribosomal RNA, part 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 

172854 Bacteria_16S 2957596 2957634 65 103 
saperdae strain IFO 15038 16S ribosomal RNA, partial 
saperdae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
172854 Bacteria_16S 2959056 2959094 65 103 
luteolum strain IFO 15074 16S ribosomal RNA, partial 
luteolum Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
172854 Bacteria_16S 


2971326 2971364 65 103 


ATCC 51145 16S ribosomal RNA, partial 
Staphylococcu 


3809 16S ribosomal RNA, partial 
Staphylococcus. 


16S ribosomal RNA, partial sequence 
1 16S ribosomal RNA, partial sequence 
Staphylococcus. 


16S ribosomal RNA, partial sequence 


12-3 16S ribosomal RNA, partial sequence 


gi|219856876 
2872057 28735 


gi|219856874 
2875223 28767 


gi| 219856872 
2879894 Bacil 


gi|219856871 
2879945 28814 


gi| 219856870 
2881499 28830 


gi| 219856860 
2893553 28949 


gi| 219856859 
2895048 28964 


219856858 
sequence 
Actin 


gi 


gi| 219856855 
2901061 29025 


gi| 219856854 
2902597 29040 


219856851 
sequence 
s. 
219856849 
sequence 


gi 


gi 


219856848 
29118 


gi 
gi| 219856847 


219856846 
29149 


gi 
gi|219856845 


219856841 
29226 


gi 


ial sequen 


gi| 219856818 
sequence 
Actinomyceta 


gi| 219856817 
sequence 
Actinomyceta 


ref 


NR_024695.1 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


ref 


NR_024693.1 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


re 
lus 


ref 


£ 


NR_024691.1 
flexus Bacteria; 


NR_024690.1 


Bacillus flexus strain 
Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


ref 


NR_024689.1 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


ref 


NR_024679.1 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


’ 


ref 


Microbacteriac 
NR_024678.1 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


v 


ref 


omyc 


ref 


Microbacteriac 
NR_024677.1 


2896542 28979 
etales; Mic 


NR_024674.1 


8 
r 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


’ 


ref 


Microbacteriac 
NR_024673.1 


eae; Leucobacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


v 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


aril 


ae; 


ref 
les; 
ref 


les; 


gi| 219846942 


resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 


ref 


Microbacteriac 
NR_024670.1 


2907194 29086 


2910285 29117 


2913371 29148 


2916456 29179 


2936039 29374 
lales; Acet 


2945130 29466 
Lactobacill 


Micr 


2957165 29585 
Micrococci 


2958622 29600 
Micrococci 


NR_024668.1 
NR_024667.1 
27 2913320 Staphy 
NR_024666.1 
NR_024665.1 
14 2916405 Staphy 
NR_024664.1 
NR_024660.1 
17 2924080 Pseudo 


anthomonadaceae; 
NR_024651.1 


NR_024645.1 


NR_024638.1 
ce 2955705 295711 
Actinomycetales; 


NR_024637.1 


NR_024636.1 


NR_026534.1 


9 


7 


6 


4 


8 
° 


7 
u 


fo} 


7 
n 


6 
n 


eae; Pseudoclavibacter. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Acidiphilium 

9 Acidiphilium 
bacteraceae; 


Lactobacillus 
8 Lactobacillus 
Ss. 
Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Pseudomonas 


2970861 2972325 Pseudomonas 


resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


172854 Bacteria_16S 2972841 2972879 65 103 gi|219846941|ref|NR_026533.1| Pseudomonas 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

172854 Bacteria_16S 2998777 2998815 65 103 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

172854 Bacteria_16S 3006435 3006473 65 103 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
172854 Bacteria_16S 3013975 3014013 65 103 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

172854 Bacteria_16S 3024516 3024554 65 103 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

172854 Bacteria_16S 3038223 3038261 65 103 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 


strain M-29c 16S 
Firmicutes; Lacto 


172854 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


172854 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


172854 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


172854 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


172854 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


172854 Bacteria_16S 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


172854 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


172854 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


172854 Bacteria_16S 


strain 1607-97 16 


Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

172854 Bacteria_16S 3100083 3100121 65 103 gi| 219846855 |ref|NR_026447.1 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bact 
Lactobacillales; Aerococcaceae; Facklamia. 

172854 Bacteria_16S 3115060 3115098 65 103 gi| 219846845 |ref|NR_026437.1 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 311608 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

172854 Bacteria_16S 3124161 3124195 69 103 gi|219846839|ref|NR_026431.1 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 312518 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomi 
Hyphomicrobium. 

172854 Bacteria_16S 3130132 3130174 61 103 gi|219846835|ref|NR_026427.1 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 3129667 313104 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
172854 Bacteria_16S 3140531 3140569 65 103 gi|219846828|ref|NR_026420.1 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacte 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

172854 Bacteria_16S 3142090 3142128 65 103 gi| 219846827 |ref|NR_026419.1 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 31431 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

172854 Bacteria_16S 3164931 3164969 65 103 gi|219846812|ref|NR_026404.1 


strain YH-15 16S 
Firmicutes; Lacto 


ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3041267 3041305 65 103 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3048923 3048961 65 103 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; 
3053466 3053504 65 103 

S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3055008 3055046 65 103 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


Ss. 


E 
gi 


re 


er 


1 
er 


3067056 3067094 65 103 


gi 
lales; Bacillales Family XI. Incertae 
3068437 3068475 65 103 gi 
train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteri 
Microbacterium. 

3069991 3070029 65 103 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3089616 3089654 65 103 gi 
ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3091052 3091090 65 103 gi 
S ribosomal RNA, partial sequence 


Se 


ia 
da 


v 


Ss. 


ia 
rn 


3037737 30392 


219846895 
3040796 30422 


219846889 


30 
mMOcoc 


219846886 
3052993 30544 
iaceae; 

219846885 
sequence 
Rhod 


ia; 


219846877 
16S ribosomal RNA, partial sequence 3066573 30679 


dis; 


219846876 
1 sequen 


e; Ac 


219846875 


30 


219846862 
1 sequen 


obact 


219846861 
3090574 30919 


ribosomal RNA, partial sequence 


bacillales; Lactobacillaceae; Lactobacil 


lus. 


ref |NR_026487.1 


ref|NR_026481.1 
54 3049838 Eremoc 


ref 


484 
cus 
NR_026478.1 


Formivibrio. 
ref|NR_026477.1 

3054533 305602 
ocyclales; Rhodo 


ref|NR_026469.1 
Gemella. 

ref |NR_026468.1 
ce 3067998 306946 
tinomycetales; Micr 
ref |NR_026467.1 
69511 3070973 Vagoco 
ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026453.1 
90 Ignavigranum 


eri 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Eremococcus coleocola 
occus coleocola 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Granulicatella 

3 Granulicatella 

tella. 

Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Lactobacillus kunkeei 


3164429 3165945 Lactobacillus kunkeei Bacteria; 


172854 Bacteria_16S 


strain ATCC 700628 16S r 


Firmicutes; 
172854 Bacteria_16S 


strain LMG 471 16S ribos 


Proteobacteria; 
172854 Bacteria_16S 


strain LMG 8678 16S ribo 


Proteobacteria; 
172854 Bacteria_16S 


strain LMG 947 16S ribos 


Proteobacteria; 
172854 Bacteria_16S 


strain LMG 673 16S ribos 


Proteobacteria; 
172854 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
172854 Bacteria_16S 


strain LMG 690 16S ribos 


Proteobacteria; 
172854 Bacteria_16S 


strain LMG 733 16S ribos 


Proteobacteria; 
172854 Bacteria_16S 


strain LMG 847 16S ribos 


Proteobacteria; 
172854 Bacteria_16S 


strain LMG 8670 16S ribo 


Proteobacteria; 
172854 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172854 Bacteria_16S 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 
172854 Bacteria_16S 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 
agaricidamnosum Bacteria; 


Janthinobacterium. 
172854 Bacteria_16S 


Lactobacillales; 


Gammaproteobacteria; 


Gammaproteobacteria; 


3180061 3180099 65 


3181609 3181647 65 


3183161 3183199 65 


3184713 3184751 65 


3186265 3186303 65 


3187817 3187855 65 
Proteobacteria; 


3189369 3189407 65 


3190921 3190959 65 


3192473 3192511 65 


3194023 3194061 65 


3195575 3195613 65 


3221115 3221153 65 


3222634 3222672 65 
Proteobacteria; 


3245462 3245500 65 


103 


ibosomal RNA, partial sequence 
Aerococcaceae; 


103 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


103 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


103 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


103 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


103 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


103 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


103 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


103 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


103 


somal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


103 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


103 


103 


Betaproteobacteria; 


103 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 
172854 Bacteria_16S 


australicum strain IFAM ST1306 16S ribosomal RNA, partial 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; 


172854 Bacteria_16S 
strain Feox-1 16S 
Proteobacteria; 
172854 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
172854 Bacteria_16S 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


Firmicutes; 
172854 Bacteria_16S 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 
Clostridiales; 


carbinolicum Bacteria; 
172854 Bacteria_16S 

wieringae strain 
wieringae Bacteria; 
172854 Bacteria_16S 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


Firmicutes; 
172854 Bacteria_16S 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


Proteobacteria; 
172854 Bacteria_16S 


Listeriaceae; 


ribosomal RNA, 


Firmicutes; 


Clostridia; 


Firmicutes; 


Clostridia; 


Listeria. 
3263356 3263394 65 


3269358 3269396 65 


3278522 3278556 69 


3280041 3280075 69 


Clostridiales; 
3281560 3281594 69 


Firmicutes; 
3283084 3283118 69 


3284609 3284643 69 
Clostridiales; 


3289115 3289153 65 


3290640 3290678 65 


Clostridia; 


Clostridia; 


Clostridia; 


103 


103 


complete sequence 
Betaproteobacteria; Burkholderiales; Leptothrix. 


103 


DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


103 


103 


103 


DSM 1911 16S ribosomal RNA, partial sequence 
Clostridiales; 


103 


103 


103 


Facklamia. 


219846801 
31795 


gi 
gi|219846800 
3181138 31826 


gi|219846799 


gi|219846798 
3184240 31857 


gi|219846797 
3185792 31872 


gi|219846796 


Xantho: 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 
gi|219846792 
Xanthomonad 


gi|219846791 
3195102 31966 


gi|219846773 
Ox 
219846772 
sequence 
Bur 


gi 


gi|219846757 
3244997 32464 


219846745 
sequenc 
Rhizob 
gi|219846741 
3268876 32703 


gi 


gi|219846735 
Eubact 
gi|219846734 
Acetobacte 
gi|219846733 
Eub 


gi| 219846732 


gi|219846731 


Acetobacte 


gi|219846728 


gi|219846727 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Eubacteriaceae; 


ref |NR_026393.1 


ref |NR_026392.1 


ref|NR_026391.1 


ref |NR_026390.1 


ref |NR_026389.1 


ref|NR_026388.1 

3187344 318884 
monadales; Xanth 
ref|NR_026387.1 
Xanthomon 
ref |NR_026386.1 
Xanthomon 
ref|NR_026385.1 
Xanthomon 
ref|NR_026384.1 
aceae; Xanthomon 
ref|NR_026383.1 


aceae; Xanthomon 
ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref|NR_026364.1 
3222170 322363 
kholderiales; Ox 


ref|NR_026349.1 


ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026333.1 


ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 

3282621 328409 
Acetob 
NR_026323.1 


ref 


rium. 
ref |NR_026320.1 


aceae; Xanthomon 


Facklamia hominis 


83 3181087 Facklamia hominis Bacteria; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonadaceae; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonadaceae; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Acetobacterium 

2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 

0 Acetobacterium 
tobacterium. 
Acetobacterium 

4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 


ref|NR_026319.1 


Xanthomonas oryzae 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


172854 Bacteria_ 


strain LMG 708 16 
G 


Proteobacteria; 
172854 Bacteria_ 


strain LMG 538 16 
G 


Proteobacteria; 
172854 Bacteria_ 


albilineans strai 
albilineans Bacte 


Xanthomonas. 
172854 Bacteria_ 


strain DSM 5351 1 
Bacil 


Firmicutes; 
172854 Bacteria_ 


strain LMG 2207 1 
B 


Proteobacteria; 
172854 Bacteria_ 


strain DSM 9580 1 


172854 Bacteria_ 
lacunarum strain 


lacunarum Bacteri 


172854 Bacteria_ 


16S 3292192 3292230 65 103 


S ribosomal RNA, partial sequence 


gi 


219846726 
3291719 32932 


ref|NR_026318.1 


Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
16S 3293744 3293782 65 103 gi| 219846725 |ref|NR_026317.1| Xanthomonas axonopodis 
S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 


ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

16S 3295294 3295332 65 103 gi|219846724|ref|NR_026316.1| Xanthomonas 

n LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 

ria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

16S 3302961 3302999 65 103 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 

6S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 

lales; Salinicoccus. 

16S 3349995 3350033 65 103 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 

6S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 

etaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

16S 3351515 -3351553'65 103 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 

6S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 

16S 3372936 3372978 61 103 gi|219846668|ref|NR_026260.1| Halanaerobacter 

DSM 6640 16S ribosomal RNA, partial sequence 3372496 3373950 Halanaerobacter 

a; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 

16S 3376007 3376049 61 103 gi|219846666|ref|NR_026258.1| Halanaerobium 

ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


saccharolyticum s 
Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 
172854 Bacteria_ 


strain ATCC 33048 
Firmicu 


Bacteria; 
172854 Bacteria_ 
strain DSM 43045 


172854 Bacteria_ 
strain DSM 20145 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
172854 Bacteria_16S 3507120 3507158 65 103 gi|219846571|ref|NR_026163.1 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 350814 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

172854 Bacteria_16S 3508641 3508679 65 103 gi|219846570|ref|NR_026162.1 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 350966 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Microbacteriaceae; Microbacterium. 

172854 Bacteria_16S 3510163 3510201 65 103 gi|219846569|ref|NR_026161.1 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 351118 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

172854 Bacteria_16S 3511685 3511723 65 103 gi|219846568|ref|NR_026160.1 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 351270 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

172854 Bacteria_16S 3513211 3513249 65 103 gi| 219846567 |ref|NR_026159.1 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
172854 Bacteria_16S 3514735 3514773 65 103 gi|219846566|ref|NR_026158.1 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
172854 Bacteria_16S 3516253 3516291 65 103 gi| 219846565 |ref|NR_026157.1 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 35172 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
172854 Bacteria_16S 3517775 3517813 65 103 gi|219846564|ref|NR_026156.1 
strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 35187 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
172854 Bacteria_16S 3534495 3534533 65 103 gi|219846553|ref|NR_026145.1 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 353553 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus 

172854 Bacteria_16S 3536062 3536100 65 103 gi|219846552|ref|NR_026144.1 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus hal 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 3537620 3537658 65 103 gi| 219846551 |ref|NR_026143.1 


strain DSM 8722 1 
Firmicutes; Bacil 


Halanaerobiaceae; Halanaerobium. 

16S 3410946 3410984 65 103 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
16S 3504075 3504113 65 103 gi 


16S 3505603 3505641 65 103 gi 


ne 


oc 


219846637 
34104 
llaceae; 
219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


occineae 
219846572 
16S ribosomal RNA, partial sequence 3505155 35066 


ref|NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref|NR_026165.1 


7 Mi 
ref 


crobacteriac 
NR_026164.1 


senegalense Bacteria; Firmicutes; Clostridia; 


Dialister pneumosintes 
ter pneumosintes 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Bacillus 
4 Bacillus 


Bacillus halmapalus 


mapalus Bacteria; 


Bacillus gibsonii 


3537139 3538644 Bacillus gibsonii Bacteria; 


172854 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


172854 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


172854 Bacteria_16S 
DSM 6307 16S ribo 


Bacillales; Bacil 


172854 Bacteria_16S 


strain Anox B 16S 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
172854 Bacteria_16S 


3542318 3542356 65 103 gi 
Bacillus. 
103 


lales; Bacillaceae; 
3543872 3543910 65 
6S ribosomal RNA, 
lales; Bacillaceae; 
3545428 3545466 65 
somal RNA, complete sequence 
laceae; Bacillus. 

3589580 3589618 65 103 
ribosomal RNA, partial sequence 


gi 


Bacillus. 


103 gi 


gi 


3594164 3594202 65 103 gi 


cellobioparum strain DSM 1351 16S ribosomal RNA, partia 


cellobioparum Bac 


172854 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


172854 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


172854 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


172854 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


172854 Bacteria_16S 


congolense strain 
congolense Bacter 


172854 Bacteria_16S 


sporothermodurans 
sporothermodurans 


172854 Bacteria_16S 


strain Co53T 16S 


teria; Firmicutes; Clostridia; Clostri 
3609468 3609506 65 103 gi 


lales; Planococcaceae; Planococcus. 
3610949 3610987 65 103 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3627279 3627317 65 103 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3628868 3628906 65 103 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
3676226 3676268 61 103 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3722966 3723004 65 103 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3759986 3760024 65 103 gi 
ribosomal RNA, partial sequence 


219846548 


6S ribosomal RNA, partial sequence 3541838 35433 


219846547 


complete sequence 3543393 35448 


219846546 


3544949 35464 


219846516 


3589120 35906 
Id 


eonella. 

219846512 
1 sequence 
diales; Cl 
219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


219846498 
36104 


219846487 
36267 
les; Neiss 
219846486 
36283 
nadales; P 
219846453 
sequence 

iales; Hal 
219846419 
1 sequence 
illaceae; 

219846392 


3759507 37610 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026138.1 
54 Bacillus 


ref|NR_026108.1 


ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref |NR_025983.1 


ref 
RNA, 


NR_025976.1 
partial seq 


ref|NR_025958.1 


Polaromonas. 
NR_025951.1 


ae; 
ref 


Bordetella. 
NR_025950.1 
3804660 380612 
olderiales; Alca 
ref|NR_025949.1 
3806174 380763 
holderiales; Alc 


ae; 
ref 


ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref 
nce 
ridi 


NR_025918.1 
385021 

ales; Rumino 
ref 
3851732 38531 
umin 
ref 


NR_025917.1 
9 
ococcaceae; 
NR_025916.1 


ref |NR_025904.1 


ella. 
NR_025903.1 


ref 


cohnii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 
Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 

Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 

Bacillus 
9 Bacillus 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Clavibacter 
uence 3768438 3769927 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Ruminococcus bromii 
coccus bromii Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 
Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 


3873028 3874564 Gemella haemolysans ATCC 10379 


Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 
172854 Bacteria_16S 3768881 3768919 65 103 gi| 219846385 
michiganensis subspecies tessellarius strain 78181 16S ribosomal 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 
172854 Bacteria_16S 3794558 3794596 65 103 gi| 219846367 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 37955 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
172854 Bacteria_16S 3803637 3803675 65 103 gi| 219846360 
strain 18323 16S ribosomal RNA, partial sequence 3803146 38046 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
172854 Bacteria_16S 3805151 3805189 65 103 gi| 219846359 
parapertussis strain 522 16S ribosomal RNA, partial sequence 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
172854 Bacteria_16S 3806665 3806703 65 103 gi| 219846358 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burk 
172854 Bacteria_16S 3832602 3832640 65 103 gi| 219846340 
strain ATCC 27255 16S ribosomal RNA, partial sequence 38321 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococ 
172854 Bacteria_16S 3850663 3850701 65 103 gi| 219846328 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial seque 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clost 
Ruminococcaceae. 
172854 Bacteria_16S 3852173 3852211 65 103 gi| 219846327 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; R 
172854 Bacteria_16S 3853727 3853765 65 103 gi| 219846326 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 38547 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
172854 Bacteria_16S 3871934 3871972 65 103 gi| 219846314 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 38729 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gem 
172854 Bacteria_16S 3873521 3873559 65 103 gi| 219846313 
strain ATCC 10379 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae 


Sedis; Gemella. 


172854 Bacteria_16S 
strain CDC 8142 1 
Proteobacteria; B 
172854 Bacteria_16S 
thermocopriae str 
thermocopriae Bac 
Thermoanaerobacter. 
172854 Bacteria_16S 
muriaticus strain 
Bacteria; Firmicutes; 
172854 Bacteria_16S 

strain Hk501 16S 
Spirochaetes; Spi 
172854 Bacteria_16S 


Ya501 16S ribosomal RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 


Spirochaetales; S 
172854 Bacteria_16S 
okeanokoites stra 
okeanokoites Bacteria; 
172854 Bacteria_16S 

adiacens strain G 
adiacens Bacteria; 
172854 Bacteria_16S 
strain HT31 16S r 
Spirochaetes; Spi 
172854 Bacteria_16S 
strain OP 16S rib 


172854 Bacteria_16S 
organovorum strai 
Bacteria; Proteob 
172854 Bacteria_16S 
strain Lhet2 16S 


172854 Bacteria_16S 
strain KLB 16S ri 


172854 Bacteria_16S 
laevolacticus str 
laevolacticus Bac 
172854 Bacteria_16S 
IAM 12464 16S rib 
Bacillales; Bacil 
172854 Bacteria_16S 
strain ATH 2.2.1 

Proteobacteria; B 
172854 Bacteria_16S 
strain FR2 16S ri 
Proteobacteria; B 
172854 Bacteria_16S 


denitrificans strain AS-P1 16S ribosomal RNA, partial s 
denitrificans Bacteria; 


172854 Bacteria_16S 


teria; 


Firmicutes; 


3875064 3875102 65 


3881239 3881273 65 
Firmicutes; 
3896816 3896854 65 


Lactobacillales; 
3914893 3914931 65 


3916309 3916347 65 


3930327 3930365 65 


Firmicutes; 
3931871 3931909 65 


IFU 12706 16S ribosomal RNA, 
Lactobacillales; 


3933288 3933326 65 


3941942 3941980 65 


3943403 3943441 65 


3946323 3946361 65 


3947788 3947826 65 


3958238 3958276 65 


ain M-8 16S ribosomal RNA, 
teria; 


Firmicutes; 
3959771 3959809 65 


Bacillus. 
3961291 3961329 65 


3962794 3962832 65 


3971649 3971687 65 


Proteobacteria; 
3973150 3973188 65 


103 


99 


ain JT-3 16S ribosomal RNA, partial se 
Clostridia; 


103 


X-1 16S ribosomal RNA, partial sequen 
Enterococcaceae; 


103 


ribosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Borrelia 


103 


103 


in IFO 12536 16S ribosomal RNA, partia 
Bacillales; 


P 
103 
co. 


103 


ibosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Borrelia 


103 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


103 


n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


103 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


103 
comp 


Bacillales; 


103 


osomal RNA, partial sequence 
laceae; 


103 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 


gi| 219846312 


6S ribosomal RNA, partial sequence 3874615 38761 
etaproteobacteria; Neisseriales; Neiss 


eriaceae; 
219846308 

quence 

na 


gi 
Thermoa 
219846297 
ce 


T 
219846284 


gi 


gi 


3914434 39158 
Borrelia 


, 


gi| 219846283 


3932829 39341 
gi|219846264 
3941522 39429 
Ac 
219846263 
nce 39429 
rillales; 

gi|219846261 
3945905 39473 
Ac 
gi|219846260 
3947368 39487 
Ac 
219846253 
quence 


gi 


gi 
lete se 
Sporolact 
gi| 219846252 
3959295 39607 


gi|219846251 


16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Ru 


strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 39741 


Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 


172854 Bacteria_16S 
strain GS5-97 16S 
Firmicutes; Bacillales 
172854 Bacteria_16S 

chungwhensis stra 
chungwhensis Bacteria; 
172854 Bacteria_16S 

strain ATCC 15466 
Proteobacteria; B 
172854 Bacteria_16S 
R-7190 16S riboso: 
Bacillales; Bacil 
172854 Bacteria_16S 
strain R-6540 16S 
Firmicutes; Bacillales 
172854 Bacteria_16S 


3993589 3993627 65 


; Bacillaceae; 
4004069 4004107 65 


Firmicutes; 
4037439 4037477 65 


4040458 4040496 65 


mal RNA, partial sequence 
laceae; 


Bacillus. 
4041917 4041955 65 


; Bacillaceae; 
4043453 4043487 69 


brivivax. 
103 gi|219846250|ref|NR_025840.1 
3962329 39637 
mamonadaceae; Rhodoferax. 
103 gi|219846244|ref|NR_025834.1 
equence 3971185 397263 
Betaproteobacteria; Burkholderiales; Coma 
103 gi| 219846243 |ref|NR_025833.1 
alobacteraceae; Duganella. 
103 gi|219846229|ref|NR_025819.1 


ribosomal RNA, partial sequence 
Geobacillus. 


103 


in BH030062 16S ribosomal RNA, partial 
Bacillales; 


B 
103 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Th 


103 
403 


103 


ribosomal RNA, partial sequence 
Bacillus. 


103 


3993148 39945 


219846222 
sequence 
eae; Ponti 
219846198 
40370 
iomonas. 

gi| 219846196 
9998 4041459 Bacil 


gi 


acillac 
gi 


219846195 
429 


gi 
4041510 40 


gi|219846191 


stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 


stackebrandtii Bacteria; 


Firmicutes; 


Bacillales; 


Planococcaceae; 


erobacte 


38963 
etrageno 


etobacte 


etobacte 


etobacte 


obacilla 


ref|NR_025902.1 
Neisseria. 
ref|NR_025898.1 

3880766 388228 
rales; Thermoan 


ref |NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025874.1 


bur 
ref 


gdorferi gro 
NR_025873.1 


ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 


raceae; Acidiphi 
ref |NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref |NR_025842.1 


ref|NR_025841.1 


ref|NR_025812.1 

4003594 400502 
bacillus. 
ref|NR_025788.1 
01 4038390 Thiomo 


ref 
lus 


NR_025786.1 
fordii Bacte 


ref|NR_025785.1 


a 


77 Bacillus firmus Bacteria; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Tetragenococcus 
enococcus muriaticus 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 


3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
gdorferi group. 
gi|219846274|ref|NR_025864.1| Planomicrobium 
1 sequence 3929851 3931322 Planomicrobium 
lanococcaceae; Planomicrobium. 
gi|219846272|ref|NR_025862.1| Granulicatella 
mplete sequence 3931373 3932778 Granulicatella 
Carnobacteriaceae; Granulicatella. 
gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidiphilium cryptum 


v 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 
Sporolactobacillus 

4 Sporolactobacillus 

bacillus. 

Bacillus firmus strain 

Firmicutes; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Pontibacillus 
0 Pontibacillus 


Thiomonas intermedia 
nas intermedia Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


ref|NR_025781.1 
4042976 404443 
Planococcus. 


Planococcus 
9 Planococcus 


172854 Bacteria_16S 4059936 4059974 65 103 gi|219846180|ref|NR_025770.1 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 406093 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxal 
172854 Bacteria_16S 4081264 4081302 65 103 gi|219846165|ref|NR_025755.1 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 40822 

Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

172854 Bacteria_16S 4102266 4102304 65 103 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172854 Bacteria_16S 4131065 4131103 65 103 gi|219846126|ref|NR_025716.1 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

172854 Bacteria_16S 4171202 4171240 65 103 gi|219846099|ref|NR_025689.1 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 41722 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

172854 Bacteria_16S 4175803 4175841 65 103 gi|219846096|ref|NR_025686.1 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacte 
172854 Bacteria_16S 4177288 4177326 65 103 gi|219846095|ref|NR_025685.1 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 417830 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 
172854 Bacteria_16S 4187993 4188031 65 103 gi|219846084|ref|NR_025674.1 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 41889 

Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

172854 Bacteria_16S 4189532 4189570 65 103 gi| 219846083 |ref|NR_025673.1 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 419056 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Schlegelella. 

172854 Bacteria_16S 4194130 4194168 65 103 gi|219846079|ref|NR_025669.1 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

172854 Bacteria_16S 4221374 4221412 65 103 gi|219846060|ref|NR_025650.1 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 
Bacillales; Bacillaceae; Anaerobacillus. 

172854 Bacteria_16S 4224357 4224395 65 103 gi|219846055|ref|NR_025645.1 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 422538 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

172854 Bacteria_16S 42749 42782 70 103 gi|265679035|ref|NR_029343.1 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 

synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Nocardiopsaceae; Nocardiopsis. 

172854 Bacteria_16S 85035 85068 70 103 gi|265679006|ref|NR_029314.1 
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172854 Bacteria_16S 673313 673346 70 103 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

172854 Bacteria_16S 729295 729328 70 103 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

172854 Bacteria_16S 882076 882129 47 100 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

172854 Bacteria_16S 1130900 1130933 70 103 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
172854 Bacteria_16S 1132430 1132463 70 103 gi| 253680768 |ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

172854 Bacteria_16S 1260852 1260885 70 103 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

172854 Bacteria_16S 1298378 1298411 70 103 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
172854 Bacteria_16S 1603237 1603270 70 103 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

172854 Bacteria_16S 1639438 1639471 70 103 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
172854 Bacteria_16S 1740207 1740240 70 103 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
172854 Bacteria_16S 1743296 1743329 70 103 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

172854 Bacteria_16S 1852640 1852673 70 103 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 

172854 Bacteria_16S 1876976 1877009 70 103 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

172854 Bacteria_16S 1922570 1922603 70 103 gi| 219878246 |ref|NR_025385.1] Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

172854 Bacteria_16S 1924058 1924111 47 100 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

172854 Bacteria_16S 1937811 1937844 70 103 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

172854 Bacteria_16S 2046121 2046154 70 103 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

172854 Bacteria_16S 2072205 2072238 70 103 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
strain ATCC 51261 16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

172854 Bacteria_16S 2122426 2122459 70 103 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

172854 Bacteria_16S 2161572 2161629 46 103 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
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icutes; Mycoplasmataceae; Mycoplasma. 
2228344 2228377 70 103 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
2252692 2252725 70 103 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
bosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

172854 Bacteria_16S 2512048 2512081 70 103 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
172854 Bacteria_16S 2700102 2700135 70 103 gi|219857188|ref|NR_024816.1| Prevotella salivae 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

172854 Bacteria_16S 2701645 2701678 70 103 gi|219857187|ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

172854 Bacteria_16S 2838434 2838467 70 103 gi|219856898|ref|NR_024717.1| Agromyces bracchium 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

172854 Bacteria_16S 2839993 2840026 70 103 gi|219856897|ref|NR_024716.1| Agromyces luteolus 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 28410 


12 Agromyces luteolus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

172854 Bacteria_16S 2898460 2898517 46 103 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

172854 Bacteria_16S 2928966 2928999 70 103 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

172854 Bacteria_16S 2941004 2941057 47 100 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

172854 Bacteria_16S 2942520 2942573 47 100 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

172854 Bacteria_16S 3145091 3145124 70 103 gi|219846825|ref|NR_026417.1| Prevotella pallens 
strain 10371 16S ribosomal RNA, partial sequence 3144616 3146069 Prevotella pallens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

172854 Bacteria_16S 3224171 3224204 70 103 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

172854 Bacteria_16S 3255827 3255860 70 103 gi|219846750|ref|NR_026342.1| Nocardiopsis 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 3256832 Nocardiopsis 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
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Halomonadaceae; 


2 
° 


9 
Pp 


1 


3 
m 


1 


1 


5 
c 


1 
Pp 


Cc 


Cc 


2 


Co 


9 


Cc 


Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 
cardiops 
219846737 
6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 
219846736 
eq 
le 
219846702 
qu 
ti 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 
onosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Brevibacterium iodinum 


eae; Brevibacterium. 
Brevibacterium linens 


eae; Brevibacterium. 
Prevotella intermedia 


Colwellia 
6 Colwellia 
lwelliaceae; 

Mycoplasma 
2 Mycoplasma 


Colwellia. 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


3770445 3770478 70 103 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 
ibosomal RNA, partial sequence 3769978 3771422 Ralstonia syzygii Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

3796072 3796111 64 103 gi|219846366|ref|NR_025957.1| Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Mycoplasma agassizii 


Agromyces salentinus 


eae; Agromyces. 


Halomonas koreensis 


Halomonas. 


172854 Bacteria_16S 
strain YIM 90010 


172854 Bacteria_16S 


tainanensis strain S1 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Neisseriales; 


Bacteria; 
172854 Bacteria_16S 


permense strain VKM Ac-2280 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


permense Bacteria; 
Brevibacterium. 
172854 Bacteria_16S 
strain KMM 3637 1 


172854 Bacteria_16S 


4061421 4061454 70 


16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4100707 4100740 70 


4112875 4112908 70 


4120428 4120461 70 


4216768 4216801 70 


103 gi| 219846178 


103 gi|219846152|ref|NR_025742.1 
complete sequence 41002 
Neisseriaceae; 
103 gi| 219846142 |ref|NR_025732.1 
sequence 4112427 411388 


103 gi| 219846137 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


103 gi| 219846063 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 


172854 Bacteria_16S 16993 17025 71 103 gi|265679052|ref|NR_029360.1 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

172854 Bacteria_16S 29276 29308 71 103 gi|265679044|ref|NR_029352.1 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 
172854 Bacteria_16S 30850 30882 71 103 gi| 265679043 |ref|NR_029351.1 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

172854 Bacteria_16S 94176 94208 71 103 gi|265679000|ref |NR_029308.1 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

172854 Bacteria_16S 115661 115717 47 103 gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

172854 Bacteria_16S 120239 120295 47 103 gi| 265678982 |ref|NR_029290.1 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
172854 Bacteria_16S 164397 164429 71 103 gi| 265678953 |ref|NR_029261.1 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactoba 
172854 Bacteria_16S 221093 221149 47 103 gi| 265678915 |ref|NR_029223.1 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycoba 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 
172854 Bacteria_16S 
strain 47001 16S 


172854 Bacteria_16S 


strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


172854 Bacteria_16S 
strain Kol5a 16S 


172854 Bacteria_16S 


strain B-3 16S ribosomal RNA, partial sequence 


228589 228645 47 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


230097 230153 47 


290927 290959 71 


ribosomal RNA, partial sequence 
Aquificae; Aquificales; Aquificaceae; Aquifex. 


303009 303047 65 


103 gi| 265678910 


228138 22959 
103 gi| 265678909 
229646 23110 
103 gi| 265678866 
290399 29196 
103 gi| 265678858 
302503 30397 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


172854 Bacteria_16S 
japonicum strain 


Cryptosporangium. 
172854 Bacteria_16S 
delbrueckii subsp. 


Lactobacillus. 
172854 Bacteria_16S 
saerimneri strain 
saerimneri Bacteria; 
172854 Bacteria_16S 
gastricus strain 
gastricus Bacteria; 
172854 Bacteria_16S 


kalixensis strain Kx127A2 16S ribosomal RNA, 
Firmicutes; 


kalixensis Bacteria; 


indicus strain NCC72 
Lactobacillus delbrueckii subsp. 


GDA154 16S ribosomal 
Firmicutes; 


Kx156A7 16S ribosomal 
Firmicutes; 


342822 342878 47 


380235 380267 71 


411034 411066 71 
RNA, 


412634 412666 71 
RNA, 


414238 414270 71 


5 16S ribosomal 
indicus Bacteria; 


Lactobacillales; 


Lactobacillales; 


Lactobacillales; 


103 gi| 265678829 


YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


103 gi| 265678801 


103 gi| 265678780 
partial sequence 

Lactobacillacea 

103 gi| 265678779 
complete sequence 

Lactobacillaceae 

103 gi| 265678778 


complete sequence 
Lactobacillacea 


624 
Streptosporangineae; 


Actinomycetales; 


Corynebacterineae; 


Corynebacterineae; 


Corynebacterineae; 


RNA, partial sequence 
Firmicutes; 


ref|NR_025768.1 
36 Nocardiopsis 


ref|NR_025727.1 
Brevibacteriac 
ref|NR_025653.1 

4216320 421777 


M 


ref|NR_029218.1 
5 Mycobacterium 
Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
Mycobacteri 


ref|NR_029172.1 


ref|NR_029164.1 
eae. 
ref |NR_029134.1 

342395 343854 
Frankineae 


ref|NR_029106.1 


ref 
4 


NR_029085.1 
10506 412073 
e; 
ref |NR_029084.1 

412124 413673 
; Lactobacillus. 


Micrococcineae; 


Lactobacillales; 


Lactobacillus. 


Nocardiopsis salina 


salina Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Chitinibacter 


22 4101735 Chitinibacter tainanensis 
Chitinibacter. 


Brevibacterium 
5 Brevibacterium 
Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Nocardiopsis 
2 Nocardiopsis 


Streptosporangineae; 


Lactobacillus perolens 
perolens Bacteria; 


Lactobacillus 
Lactobacillus 

us. 

Facklamia sourekii 


Facklamia sourekii Bacteria; 


Lactobacillus lindneri 
lindneri Bacteria; 


Mycobacterium 
Mycobacterium 


cterineae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Lactobacillus 
Lactobacillus 
cillus. 
Mycobacterium 
cterium genavense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Cryptosporangium 
Cryptosporangium 
; Cryptosporangiaceae; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 


ref|NR_029083.1 
413724 415278 
Lactobacillus 


e; 


Lactobacillus 
Lactobacillus 


172854 Bacteria_16S 455889 455921 71 103 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

172854 Bacteria_16S 497096 497128 71 103 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

172854 Bacteria_16S 512440 512472 71 103 gi|265678710|ref|NR_029015.1| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

172854 Bacteria_16S 544354 544410 47 103 gi| 265678689 |ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

172854 Bacteria_16S 598689 598745 47 103 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
172854 Bacteria_16S 624659 624715 47 103 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172854 Bacteria_16S 772539 772571 71 103 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

172854 Bacteria_16S 775694 775726 71 103 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 


strain HKU4 16S r 
Firmicutes; Lacto 


172854 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


172854 Bacteria_16S 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


172854 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


172854 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


172854 Bacteria_16S 


salivarius strain 
salivarius Bacter 


172854 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


172854 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


172854 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


172854 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


172854 Bacteria_16S 


strain IFM 10035 
Actinobacteria; A 


172854 Bacteria_16S 


strain IFM 0784 1 
Actinobacteria; A 


172854 Bacteria_16S 


strain IFM 0575 1 
Actinobacteria; A 


172854 Bacteria_16S 


strain IFM 10084 
Actinobacteria; A 


172854 Bacteria_16S 


strain YZ-96 16S 
Actinobacteria; A 


172854 Bacteria_16S 


strain IFM 0245 1 


ibosomal RNA, partial sequence 


37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
915953 915985 71 103 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
932953 932985 71 103 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
980562 980605 65 109 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
1020492 1020524 71 103 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1022045 1022077 71 103 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1023616 1023648 71 103 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1038764 1038820 47 103 gi 


en 


’ 


ue 


ce 


oc 


e 


to 


oc 


ctinobacteridae; Actinomycetales; Cory 
1040273 1040329 47 103 gi 


ne 


ctinobacteridae; Actinomycetales; Cory 
1041811 1041867 47 103 gi 


ne 


ctinobacteridae; Actinomycetales; Coryne 


1043371 1043427 47 103 gi 


ctinobacteridae; Actinomycetales; Cory 
1044927 1044983 47 103 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1052503 1052559 47 103 gi 


ne 


ne 


1075048 1075104 47 103 gi 


775183 77669 


bacillales; Streptococcaceae; Streptococcus. 

807931 807963 71 103 gi| 265678507 |ref|NR_028810.1 
KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactob 
tes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

810918 810974 47 103 gi| 265678505 |ref|NR_028808.1 
ain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacterium. 

880573 880629 47 103 gi| 265678458 |ref|NR_028760.1 


88012 
es; 


265678434 


ce 91544 
Streptoc 


265678423 


nce 


bacillacea 
265678390 


98009 


obacterale 
265678364 
1019984 10214 


cus. 


265678363 


sequence 
coccacea 


265678362 
1023111 10246 


cus. 


265678352 
16S ribosomal RNA, partial sequence 1038318 10398 


bacterin 


265678351 
6S ribosomal RNA, partial sequence 1039882 10413 


bacterin 


265678350 
6S ribosomal RNA, partial sequence 1041385 10428 


bacterin 


265678349 
16S ribosomal RNA, partial sequence 1042934 10444 


bacterin 


265678348 
1044481 10459 


bacterin 


265678342 
6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172854 Bacteria_16S 


nebacterin 
265678327 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 


Pseu 


4 Streptococcus 


9 881579 Lentz 
donocardineae; 


e 


ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028725.1 
932436 934005 
e; Lactobacillu 
ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref |NR_028666.1 
95 Streptococcus 


n 


ref|NR_028665.1 

1021546 102306 
e; Streptococcus 
ref |NR_028664.1 
30 Streptococcus 
ref|NR_028654.1 
Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


eae; Nocardiacea 


sinensis Bacteria; 


Lactobacillus 
acillus ingluviei 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Streptococcus 

ococcus intermedius 

ccus anginosus group. 
Lactobacillus 
Lactobacillus 
Sulfurospirillum 

ospirillum barnesii 

aceae; Sulfurospirillum. 
Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 


ref|NR_028629.1 
1074605 107593 


Rhodococcus 
5 Rhodococcus 


tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 
172854 Bacteria_ 
strain I-273 16S 
Firmicutes; 


172854 Bacteria_16S 
strain Kx146A4 16 


Firmicutes; 


strain EX-H1 16S 


Aquificae; Aquifi 
172854 Bacteria_16S 
mitsuokai DSM 158 
F 
172854 Bacteria_16S 
gallinaceus strai 
gallinaceus Bacte 
172854 Bacteria_16S 
strain HI 11/12 1 
Bacteria; Aquific 
172854 Bacteria_16S 
azorense Az-Ful s 
azorense Az-Ful B 
172854 Bacteria_16S 
strain 13.4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
172854 Bacteria_16S 
strain CDC 941078 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


15897 Bacteria; 


Mycobacterium. 


172854 Bacteria_16S 
dysgalactiae subs 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; 


Streptococcaceae; 


172854 Bacteria_16S 
YIM 30243 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172854 Bacteria_16S 


obscurus DSM 4316 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


172854 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


172854 Bacteria_16S 
AMMD 16S ribosoma 
B 


Proteobacteria; 
complex. 


172854 Bacteria_16S 
pseudovaccinii st 
pseudovaccinii Ba 


Nocardiaceae; Noc 


172854 Bacteria_16S 


strain ATCC 25258 
Bacteria; 


subsp. 


equi subsp. rumin 


172854 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
172854 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


172854 Bacteria_16S 


Lacto 


Lacto 
172854 Bacteria_16S 


Firmicu 
172854 Bacteria_16S 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
172854 Bacteria_16S 
ruminatorw 


Rhodococcus. 


ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; Persephone 
1206663 1206699 65 101 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1224654 1224686 71 103 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1230795 1230827 71 103 gi 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1241412 1241444 71 103 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1245887 1245943 47 103 gi 


1250329 1250385 47 103 


gi 


1322889 1322921 71 103 gi 
p- dysgalactiae strain ATCC 43078 16S 


Streptococcus. 
1325912 1325968 47 
osomal RNA, partial sequence 


103 gi 


1344295 1344351 47 103 gi 
0 16S ribosomal RNA, partial sequence 


1410501 1410533 71 103 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1472884 1472916 71 103 gi 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


1521090 1521146 47 103 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 

1525771 1525803 71 103 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1537870 1537926 47 103 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1609296 1609328 71 103 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1665466 1665522 47 103 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1744863 1744895 71 103 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 


1190944 11924 


complete sequence 1230306 12317 


1245479 12468 


1325499 13269 


1472412 1473865 Burkh 


pa 


oc 


16S 1117356 1117388 71 103 gi| 265678297 |ref|NR_028598.1 
ribosomal RNA, partial sequence 1116890 1118282 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 

1123469 1123501 71 103 gi|224581425|ref|NR_027206.1 
S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

1191402 1191434 71 103 gi|228715750|ref|NR_027538.1 


lla. 
228715354 
12061 
richales; 
219878314 
I 
pt 
219878275 


rinis. 

219878120 
1 sequence 
genotherma 
219857484 


donocardin 

219857412 

12499 
Cory 


ales; 


228715345 
ribosomal 


219846136 


nebacterin 

228721038 
13438 

omycetales 


224581432 

sequence 
Streptoco 

224581402 


rkholderia 


219857610 
ial sequen 
ae; Actino 


, 


219857499 

15252 
; Lactobac 
219857377 
1 sequence 
Actinomyc 


219878470 
rtial se 
llales; St 
219878431 
nce 16650 
ales; Pseu 


219878377 
17443 
cus. 


1788468 1788524 47 103 gi 


sequence 
ococcace 


Firmicutes; 


06 Persephonella 


ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025453.1 

1224170 122567 
ae; Streptococc 
ref|NR_025414.1 
93 Thermocrinis 


ref|NR_025259.1 

1240965 124241 
ceae; 
ref |NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_025000.1 
18 1251238 Mycoba 
nebacterineae; 


ref 
RNA, 


NR_027517.1 
partial se 


ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


, 


ref|NR_027214.1 
1410019 141148 
ccaceae; Strepto 
ref|NR_024882.1 
olderia ambifari 
ceae; Burkholder 


v 


ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_024965.1 

1537426 153893 
etales; Pseudono 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


ref|NR_025516.1 
69 1745812 Strept 


219878343 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


Blastococcus. 


u 


Sulfurihyd 


M 


q 
Lactobacillales; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Persephonella marina 
marina EX-H1l Bacteria; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Streptococcus 
1 Streptococcus 
Ss. 
Thermocrinis albus 


albus DSM 14484 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Streptococcus 
uence 1322385 1323890 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Streptococcus 

6 Streptococcus 

coccus. 

Burkholderia ambifaria 
a AMMD Bacteria; 

ia; Burkholderia cepacia 


Nocardia 
6 Nocardia 
ebacterineae; 


Lactobacillus jensenii 
acillus jensenii 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Streptococcus equi 

3 1610272 Streptococcus 
Streptococcus. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Streptococcus ratti 
ococcus ratti Bacteria; 


ref |NR_025482.1 
1788037 178951 


Blastococcus 
9 Blastococcus 


172854 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


172854 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


172854 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


172854 Bacteria_16S 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


172854 Bacteria_16S 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


172854 Bacteria_16S 


avidum strain DSM 
Bacteria; Actinob 


Propionibacterium. 
172854 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


172854 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


172854 Bacteria_16S 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


172854 Bacteria_16S 


strain MUP 1182 1 
Actinobacteria; A 


172854 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


172854 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


172854 Bacteria_16S 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


172854 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


172854 Bacteria_16S 


strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 


172854 Bacteria_16S 


strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172854 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


172854 Bacteria_16S 
W94-11374-1 16S ribosomal RNA, partial 


didelphis strain 
didelphis Bacteri 


172854 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


strain AS4.1521 1 


Bacteria; Proteobacteria; Alphaproteob 


cteria; Actinobacteria; Actinobacterid 
dococcus. 
172854 Bacteria_16S 


1837449 1837481 71 103 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1839012 1839044 71 103 gi 
bacillales; Lactobacillaceae; Lactobac 
1943926 1943958 71 103 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2076682 2076738 47 103 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
2078242 2078298 47 103 gi 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
2081353 2081409 47 103 gi 
4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


’ 


s 


Ac 


nc 
al 


2082973 2083005 71 103 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2087526 2087558 71 103 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2090417 2090473 47 103 gi 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 
Mycobacterium. 

2148033 2148089 47 
6S ribosomal RNA, 
ctinobacteridae; Actinomycetales; Cory 
2160067 2160122 47 103 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


se 
ac 


1 
su 


1 
ae 


103 gi 


ne 


qu 
ri 


2231365 2231397 71 103 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
2246514 2246546 71 103 gi 
ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2258849 2258881 71 103 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2324241 2324280 64 103 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


nc 
Pe 


ue 
e; 


’ 


oc 


al 


2383167 2383223 47 103 gi 
92 16S ribosomal RNA, partial sequence 
ne 
2399844 2399900 47 103 gi 
strain CM2 16S ribosomal RNA, partial se 
ac 
2416865 2416897 71 103 gi 
s 
a; Firmicutes; Lactobacillales; Streptoc 
2421454 2421510 47 103 gi 
rain PDB9 16S ribosomal RNA, partial seq 
ae 
2437944 2438000 47 


103 gi 


ne 


172854 Bacteria_16S 


s 
to. 


il 


se 


219878310 
equence 
bacillac 
219878309 
6S ribosomal RNA, partial sequence 1838512 18400 
lus. 

219878232 


219878137 
quenc 
tinomyce 


219878135 
e 
es; 


219878134 
quenc 


i 


219878131 


s 
1 


219878129 


s 


’ 


219857636 
complete sequence 2147582 21491 


b 


219857628 


e 
a 


219857578 


e 
r 


219857568 


n 


219857560 


c 


219857513 


e 


219857471 


b 


219857460 


q 
t 


219857448 


e 
oO 


219857445 


u 


, 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


b 


2448660 2448692 71 103 gi 


219857420 


Lactobac 
219878138 
equence 

Actinomyc 


ref|NR_025449.1 
1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 
ref |NR_025371.1 
19433 
illus. 
ref|NR_025277.1 
2076251 207775 
etales; Propioni 


ref|NR_025276.1 
2077807 207932 
tales; Propioni 


e 


ref|NR_025274.1 
23 2082426 Propio 
ionibacterineae; 


20 
P 


809 
rop 


ref |NR_025273.1 
2082477 208396 
; Lactobacillus. 
ref|NR_025270.1 
2087053 208849 
teriaceae; Desul 
ref |NR_025268.1 
2089993 209143 
mycetales; Coryn 


e 
llaceae 
nce 
bac 


eque 
furo 


equence 
Actino: 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


acterin 


iS} 


nce 
; Rhodo 
ref|NR_025166.1 
13 2232371 Persep 
lla. 


22309 
sephone 


ce 
Actinomycet 


ref|NR_025148.1 
2258345 2259880 S 


us. 


ref|NR_025101.1 
67 2325209 Coryne 
nebacterineae; C 


23238 


s; Cory 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref |NR_025048.1 

2399427 240087 
hizobiales; Hyph 


23827 
acterin 


uence 
eria; R 
ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref |NR_025033.1 

2421026 242250 
mycetales; Coryn 


quence 
ccaceae 


ence 
Actino: 


ref|NR_025017.1 


acterineae; Nocardiacea 


98 1944958 Lactob 


b 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Lactobacillus 
3 Lactobacillus 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Swaminathania 
2 Swaminathania 
tobacteraceae; 


Persephonella 
honella guaymasensis 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Hyphomicrobium 

3 Hyphomicrobium 
omicrobiaceae; 


Streptococcus 
5 Streptococcus 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 


ref|NR_025008.1 


Alkalibacterium 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 


olivapovliticus Bacteria; 


Firmicutes; Lactobacillales; 


Carnobacteriaceae; Alkalibacterium. 


172854 Bacteria_16S 
strain CCUG 43179 16S ribosomal RNA, 
Bacteria; Firmicutes; Lactobacillales; 
172854 Bacteria_16S 2495400 2495432 71 


2465293 2465325 71 


103 


complete sequence 
Lactobacillaceae; 


103 


gi|219857406 
24647 


gi| 219857386 


orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 


orisratti Bacteria; 
172854 Bacteria_16S 
strain DNP505 16S 


Firmicutes; 
2496732 2496788 47 


172854 Bacteria_16S 2664025 2664057 71 


parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequen 
Lactobacillales; § 


parasanguinis ATCC 15912 Bacteria; 
172854 Bacteria_16S 2665587 2665619 71 


Lactobacillales; 


Firmicutes; 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


103 


103 


Streptococcaceae 


gi|219857385 
2496307 24977 


gi|219857214 


gi|219857213 


sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 


sanguinis Bacteria; 
172854 Bacteria_16S 
strain MS1-3 16S 


Firmicutes; 
2677623 2677679 47 


172854 Bacteria_16S 2680739 2680771 71 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 


psychrotolerans Bacteria; 
172854 Bacteria_16S 


Firmicutes; 
2689661 2689693 71 


Lactobacillales; 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


103 


103 


Streptococcaceae 


gi|219857204 
2677198 26786 


gi| 219857202 


gi|219857196 


caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 


caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; 


172854 Bacteria_16S 2704621 2704653 71 


103 


gi|219857185 


kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 


kitasatonis Bacteria; 
172854 Bacteria_16S 


Firmicutes; 
2719595 2719651 47 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
172854 Bacteria_16S 2727300 2727332 71 


hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 


Lactobacillales; 


103 


103 


Lactobacillace 


gi|219857175 
sequenc 


gi|219857169 


hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermac 


172854 Bacteria_16S 2731874 2731906 71 


103 


gi|219857166 


psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 


psychrotolerans Bacteria; 
172854 Bacteria_16S 
psychralcaliphila 
psychralcaliphila 
Dietziaceae; Dietzia. 
172854 Bacteria_16S 

minutisporangium 


Firmicutes; 
2767453 2767509 47 


2797569 2797625 47 


Frankineae; 


172854 Bacteria_16S 2823316 2823348 71 


103 


strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


103 


103 


Lactobacillales; Carnobacte 


gi| 219857139 
sequenc 
Act 


gi|219857118 


strain IFO 15962 16S ribosomal RNA, partial sequ 
Cryptosporangium minutisporangium Bacteria; Actinobacteria 
Cryptosporangiaceae; Cryptosporangium. 


gi| 219856908 


subterraneus strain HGP1 16S ribosomal RNA, partial sequence 


subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; 


172854 Bacteria_16S 2833897 2833953 47 


strain MK703-102F1 16S ribosomal RNA, partial sequence 


103 


Hydr 
gi|219856901 
28334 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


172854 Bacteria_16S 2836997 2837029 71 
acidipiscis strain FS60-1 16S ribosomal 
acidipiscis Bacteria; Firmicutes; 
172854 Bacteria_16S 2924596 2924628 71 
strain GTC848 16S 
Firmicutes; Lactobacillales; 


172854 Bacteria_16S 2962171 2962203 71 


103 


Lactobacillales; 


103 


ribosomal RNA, partial sequence 
Streptococcaceae; 


103 


strain 176 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; 
172854 Bacteria_16S 2963720 2963752 71 
strain STR Tl 16S 
Firmicutes; Lactobacillales; 
172854 Bacteria_16S 2986581 2986637 47 


Streptococcaceae; 


103 


ribosomal RNA, partial sequence 
Streptococcaceae; 


103 


gi|219856899 


RNA, partial sequence 
Lactobacillace 


gi| 219856840 
2924131 29254 


Streptococcus. 


gi|219856815 
2961676 29631 


Streptococcus. 


gi| 219856814 
2963222 29647 


Streptococcus. 


gi| 219846932 


wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial seq 


wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococcus. 
172854 Bacteria_16S 2995710 2995742 71 


103 


Actin 


gi| 219846926 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; H 


172854 Bacteria_16S 3009430 3009462 71 


103 


ref 
63 2466330 Lacto 
illus. 
ref 
2494920 249625 
reptococcus. 


Lactobac 


st 
ref 
79 Rhodococcus koreensis Bacteria; 
eae; ae; Rhodococcus. 
ref 
ce 2663526 266503 
tococcaceae; 
NR_024841.1 
2665089 266654 
reptococcus. 
NR_024832.1 
45 Nocardia takedensis Bacteria; 
Nocardiace 
NR_024830.1 
2680270 268176 
Alkali 
NR_024824.1 
2689164 269065 
ogenivirga. 
NR_024813.1 
2704122 270562 
Lactobacill 
NR_024803.1 
e 2719156 272065 
mycetales; 


trep 
ref 


eae; 
ref 
sequence 


Lactobacillales; Carnobacteriaceae; 


ref 


Hydr 
ref 


ae; 
ref 


Actino: 
ref 


eae; 
ref 


riaceae; 
ref 


ref 
ence 


ref 


ref 


eae; 
ref 


ae; 


ref 


ref 


ref 


ref 
uence 
omycetales; 


ref 


gi|219846917 


fornicalis strain TV1018 16S ribosomal RNA, partial sequence 


fornicalis Bacteria; Firmicutes; 


Lactobacillales; 


Lactobacillaceae; 


ref 


NR_024994. 


NR_024974. 


NR_024973. 


NR_024842. 


2731401 27328 


27971 


2822817 28243 


ogenobacter. 
NR_024722.1 
66 2834941 Nocar 
Nocardiacea 
NR_024718.1 


2836503 28379 
Lactobacill 


29861 


2995219 29967 


ydrogenobacter. 
NR_026509.1 


Nocardiace 


Cory 
NR_024797.1 
2726822 272832 
Persephonel 
NR_024794.1 
Marinil 
NR_024767.1 
e 2767023 27685 
inomycetales; Co 


NR_024746.1 


NR_024729.1 


NR_024659.1 
69 Streptococcus 


NR_024634.1 
71 Streptococcus 


NR_024633.1 
20 Streptococcus 


NR_026524.1 
Cory 


NR_026518.1 


5 


0 


4 


1 


0 


u 


5 


3 


a 


b 


u 


n 


d 


Lactobacillus mucosae 


bacillus mucosae 


Streptococcus 
6 Streptococcus 


Rhodococcus koreensis 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Nocardia takedensis 


e; Nocardia. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Hydrogenivirga 
5 Hydrogenivirga 


Lactobacillus 
7 Lactobacillus 
Ss. 

Nocardia 
4 Nocardia 
ebacterineae; 


Persephonella 
8 Persephonella 
la. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Dietzia 
5 Dietzia 
rynebacterineae; 


Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


Hydrogenobacter 
3 Hydrogenobacter 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Lactobacillus 
8 Lactobacillus 
Ss. 

Streptococcus peroris 
peroris Bacteria; 


Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Rhodococcus 
6 2987629 Rhodococcus 
nebacterineae; 


Hydrogenobacter 
2 Hydrogenobacter 


Lactobacillus 


3008942 3010362 Lactobacillus 
Lactobacillus. 


172854 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


172854 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


172854 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


172854 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


172854 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


172854 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


172854 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


172854 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


172854 Bacteria_16S 


strain DSM 43205 


strain R91/1468 1 
Firmicutes; Lacto 


172854 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


172854 Bacteria_16S 


strain 3015 16S r 
Actinobacteria; A 


172854 Bacteria_16S 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


172854 Bacteria_16S 


strain FD 25934 1 
Actinobacteria; A 
Actinomadura. 


172854 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


172854 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


172854 Bacteria_16S 


strain IFO 15965 
Actinobacteria; A 


172854 Bacteria_16S 


acidophilum strai 
Bacteria; Aquific 


172854 Bacteria_16S 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


172854 Bacteria_16S 


strain AS 4.1860 
Actinobacteria; A 


172854 Bacteria_16S 


strain W4937 16S 
Actinobacteria; A 


3022967 3023023 47 103 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3047387 3047419 71 103 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3064145 3064177 71 103 gi 
16S ribosomal RNA, par 
bacillales; Streptococcaceae; Streptoc 
3216557 3216589 71 103 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; 
3304549 3304581 71 
6S ribosomal RNA, part 
bacillales; Lactobacillaceae; Lactobac 
3306089 3306121 71 103 gi 


103 gi 


bacillales; Lactobacillaceae; Lactobac 
3337777 3337833 47 103 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3339289 3339345 47 103 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 
3472348 3472404 47 


103 gi 


3600372 3600404 71 103 gi 
bacillales; Carnobacteriaceae; Dolosig 
3613986 3614018 71 103 gi 


bacillales; Carnobacteriaceae; Alloioc 
3624151 3624207 47 103 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
3636441 3636497 47 103 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 
3727353 3727405 47 


99 gi 


ctinobacteridae; Actinomycetales; Stre 
3840074 3840130 47 103 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3861274 3861306 71 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
3902741 3902797 47 103 


103 gi 


gi 


ctinobacteridae; Actinomycetales; Fran 
3956759 3956791 71 103 gi 
n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
4073533 4073589 47 103 gi 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

4075022 4075078 47 103 gi 
ctinobacteridae; Actinomycetales; Cory 
4115759 4115815 47 103 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 


172854 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


4117360 4117392 71 103 gi 


tial sequence 3063651 30650 


Streptococcaceae; 


ial sequence 3304055 33055 


6S ribosomal RNA, partial sequence 3305595 33071 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172854 Bacteria_16S 
6S ribosomal RNA, partial sequence 3599877 36013 


16S ribosomal RNA, partial sequence 3613485 36150 


3623734 36252 


6S ribosomal RNA, partial sequence 3726957 37283 


3860745 3862279 Lacto 


16S ribosomal RNA, partial sequence 3902319 39037 


16S ribosomal RNA, partial sequence 4074613 40 


4115405 41 


219846908 
1 sequence 
eridae; Ac 


219846890 
sequence 
ro 

219846879 


occus. 
219846776 
ence 32160 
; Streptoc 
219846718 


illus. 
219846717 


illus. 

219846693 
al sequenc 
e; 


219846692 
rtial sequ 
dae; Actin 


219846594 


nebacterin 
219846506 


ranulum. 
219846496 


occus. 
219846489 


nebacterin 

219846481 

36360 
Cory 


ales; 


219846416 


ptosporang 
219846335 
ce 38396 
ales; Fran 


219846321 


219846293 


kineae; Cr 
219846254 
ence 39562 
nobaculum. 
219846170 
1 sequence 
idae; Acti 


219846169 
760 
nebacterin 
219846140 
168 
nebacterin 


coccacea 


Actinomycet 


ref|NR_026500.1 
3022528 302398 
tinomycetales; C 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref |NR_026471.1 
27 Streptococcus 


ref|NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref 
ence 
omyc 


NR_026284.1 

333886 
etales; Cory 
ref|NR_026186.1 


Nocardiacea 
NR_026098.1 


eae; 
ref 


ref|NR_026088.1 
09 Alloiococcus 


ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


ref|NR_026007.1 
59 Actinomadura 
ineae; Thermomon 
ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref 
baci 


NR_025911.1 
llus reuteri 


ref |NR_025883.1 
yptosporangiacea 
ref |NR_025844.1 
75 3957710 Hydrog 


ref|NR_025760.1 

4073095 407456 
nomycetales; Cor 
ref|NR_025759.1 


Nocardiacea 
NR_025730.1 


eae; 
ref 


eae; Nocardiacea 


219846139 


ibosomal RNA, partial sequence 


bacillales; Streptococcaceae; Streptoc 


occus. 


Gordonia 
4 Gordonia 
orynebacterineae; 


Facklamia 
3 Facklamia 
Streptococcus ovis 
ovis Bacteria; 


Streptococcus 
ococcus thoraltensis 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


nebacterineae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 
Blastococcus 
coccus aggregatus 


tophilaceae; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Hydrogenobaculum 
enobaculum acidophilum 


Mycobacterium 
2 Mycobacterium 


ynebacterineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 


ref|NR_025729.1 


Streptococcus minor 


4116858 4118354 Streptococcus minor Bacteria; 


172854 Bacteria_16S 


marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 
marimammalium Bacteria; 


172854 Bacteria_16S 
strain C3H-21 16S 


172854 Bacteria_16S 


borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


Bacteria; 
172854 Bacteria_16S 
strain IMMIB D-13 


Tsukamurella. 
172854 Bacteria_16S 
conspicuum strain 


4242408 4242440 71 


Firmicutes; 
4243922 4243958 64 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


47305 47344 64 


103411 103450 64 


107931 107970 64 


Lactobacillales; 


103 gi 


100 gi 


42 


103 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


103 gi 


21 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


103 gi 


3895/92 16S ribosomal RNA, partial sequence 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
172854 Bacteria_16S 


1787 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
172854 Bacteria_16S 
strain F 628 16S 


172854 Bacteria_16S 
strain ATCC 51131 


Mycobacterium. 
172854 Bacteria_16S 
strain Met-12 16S 
Thermotogae; 
172854 Bacteria_16S 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
172854 Bacteria_16S 


bajacaliforniensis strain BA-2 16S ribosomal RNA, 
bajacaliforniensis Bacteria; 


172854 Bacteria_16S 


strain FI-0169 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


Thermotogales; 


Mycobacterium. 


184143 184182 64 


Clostridiales; 
297066 297105 64 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


333678 333717 64 


451138 451169 69 


ribosomal RNA, partial sequence 
Thermotogaceae; 


478537 478576 64 


484701 484736 65 


530679 530718 64 


Mycobacterium avium complex (MAC). 


172854 Bacteria_16S 
variabile strain 
Bacteria; Firmicutes; 
172854 Bacteria_16S 


strain SL24 16S ribosoma 
Thermotogales; 


Thermotogae; 
172854 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
172854 Bacteria_16S 


strain gM-1 16S ribosoma 
Actinobacteria; Actinoba 


172854 Bacteria_16S 
botniense strain 


Mycobacterium. 
172854 Bacteria_16S 


satelles strain VPI D143K-13 16S ribosomal RNA, partial 
Firmicutes; 


satelles Bacteria; 
172854 Bacteria_16S 


strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


172854 Bacteria_16S 
strain ASpGl1 16S 
Spirochaetes; 
172854 Bacteria_16S 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
172854 Bacteria_16S 


multipartita DSM 44233 16S ribosomal RNA, partial sequence 


1406 1 
Bacteria; Actinobacteria; 


Spirochaetales; 


539820 539855 65 
Clostridia; 


614140 614171 69 


617268 617307 64 


712263 712302 64 


713822 713861 64 


783388 783427 64 


789439 789478 64 


792564 792599 65 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


889723 889762 64 


Actinomadura. 
1161178 1161217 64 


Spirochaetes; 


1 RNA, partial sequence 
Thermotogaceae; 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterin 


Clostridia; 


103 gi 
183663 18 
Clostridiaceae; 
103 gi 

29 


103 gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


100 gi 
45 
Petrotoga. 
103 gi 


100 gi 


103 gi 


BI 114 16S ribosomal RNA, partial sequence 53938 
Clostridiales; 


100 gi| 265678692 
Ruminococcaceae; 
100 gi| 265678642 


Petrotoga. 
103 gi 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


103 gi 


103 gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


103 gi 


Clostridiales; 


103 gi 


100 gi 


103 gi 


103 gi 


Streptococca 


complete sequen 
Spirochaetales; 


530243 53169 


613678 61515 


711792 71330 


789013 79048 


792094 79356 
Spirochaeta. 


219846040 


219722939 
43475 42448 


265679032 
46828 


265678994 
10297 


265678990 
Actinomyce 


265678940 
5179 Clost 
Clostridiu 
265678862 
6587 29794 


265678838 
33324 
Cory 


265678753 
0666 45216 


265678732 
Actinomyc 
265678728 


Spiroc 
265678698 


265678640 
61679 
Cory 


265678574 


265678573 
71335 
Cory 


265678523 


sequence 


265678519 


265678517 


265678451 


Cory 


Lachnospira 


ref 


ref 


ref 


ref 


ref 


ref 


m. 
ref 


eae; 
ref 


ref 


ref 


etal 


ref 


haet 
ref 


eae; 


ref 


ref 


ref 


neba 


ref 


eae; 
ref 


neba 


ref 


ref 


ref 


ref 


228721225 


ref 


4241925 424342 


ceae; Streptococcus. 


48321 


6 104435 Tsuka 
nebacterineae; 


107522 108917 
tales; 


ridium nexile DS 


9 Mycobacterium 
Mycobacteriaceae; Mycobacterium. 


nebacterineae; 


478074 479572 


ce 484221 485741 


4 Mycobacterium 


4 540811 Subdol 
Subdoligranulum. 


5 618320 Mycoba 
Mycobacteriaceae; 


8 Mycobacterium 


9 714869 Mycoba 


782926 784381 


889276 890727 
Actinomyce 


NR_025630.1 


NR_024571.1 


NR_029340.1 


NR_029302.1 


NR_029298.1 
Corynebac 


NR_029248.1 


NR_029168.1 


NR_029143.1 


NR_029058.1 


NR_029037.1 
es; Coryneba 


NR_029033.1 


aceae; Spiro 
NR_029003.1 


Mycobacteri 


NR_028997.1 


NR_028947.1 


NR_028945.1 
cterineae; 
NR_028879.1 


Mycobacteri 
NR_028878.1 


cterineae; M 


NR_028827.1 


ceae; Shuttl 
NR_028823.1 


Gordoniacea 
NR_028820.1 
NR_028753.1 


tales; Strep 


Streptococcus 
4 Streptococcus 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 
Dermabacteraceae; Brachybacterium. 


Alcanivorax 


Alcanivorax borkumensis 
Alcanivoracaceae; 


Alcanivorax. 
Tsukamurella pulmonis 


murella pulmonis 
Tsukamurellaceae; 


Mycobacterium 
Mycobacterium 
terineae; 


Clostridium nexile DSM 
M 1787 Bacteria; 


Mycobacterium terrae 
terrae Bacteria; 


Mycobacterium celatum 


5 334704 Mycobacterium celatum 
Mycobacteriaceae; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Mycobacterium 
Mycobacterium 
cterineae; 


Spirochaeta 
Spirochaeta 

chaeta. 

Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Subdoligranulum 
igranulum variabile 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Mycobacterium 
cterium holsaticum 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Shuttleworthia 
Shuttleworthia 
eworthia. 

Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Actinomadura 
Actinomadura 
tosporangineae; 


NR_027604.1 


Nakamurella 


1160739 1162206 Nakamurella multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 


Nakamurella. 


172854 Bacteria_16S 
smaragdinae DSM 1 
Ss 
172854 Bacteria_16S 
DSM 43833 16S rib 
Bacteria; Actinob 


11293 Bacteria; 


Thermobispora. 


172854 Bacteria_16S 
strain CBS 107.95 
Bacteria; Actinob 
172854 Bacteria_16S 
strain SJ95 16S r 
Ther 
172854 Bacteria_16S 


Thermotogae; 


strain L1-82 16S 
Bacteria; 


profundus strain 
Bacteria; 
Spirochaetes; 
subsp. 


subsp. 
Mycobacteriaceae; 


172854 Bacteria_16S 


subsp. elongata s 
elongata subsp. 
Neisseria. 


172854 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
172854 Bacteria_16S 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
172854 Bacteria_16S 1727976 1728015 64 103 gi| 219878389 |ref|NR_025528.1 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
172854 Bacteria_16S 1731025 1731064 64 103 gi| 219878387 |ref|NR_025526.1 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 173206 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

172854 Bacteria_16S 1737131 1737170 64 103 gi| 219878383 |ref|NR_025522.1 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 17381 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

172854 Bacteria_16S 1813029 1813060 69 100 gi| 219878327 |ref|NR_025466.1 


strain SL25 16S r 
Thermotogae; Ther 


172854 Bacteria_16S 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


172854 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


172854 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; G 


172854 Bacteria_16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


172854 Bacteria_16S 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


Firmicu 
172854 Bacteria_16S 


Deinoco 
172854 Bacteria_16S 
strain JZC3 16S r 
Spi 
172854 Bacteria_16S 
avium stra 
avium Bact 


e 


1168737 1168772 65 100 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1170289 1170328 64 103 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1262301 1262328 76 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1335131 1335162 69 100 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1383576 1383615 64 103 gi 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
1436615 1436654 70 109 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1466896 1466931 65 100 gi 
ibosomal RNA, partial sequence 
rochaetales; 


e 


Spirochaetaceae; Treponema. 
1475921 1475960 64 103 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1507653 1507691 65 103 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


1 


v 


™mp 


mp 
pr 


1539447 1539486 64 103 gi 
38 16S ribosomal RNA, partial sequence 
do 
1682210 1682249 64 103 
ribosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
2052343 2052382 64 103 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

2079818 2079857 64 103 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 
2085979 2086018 64 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2099592 2099631 64 103 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


se 
Ac 


s 


’ 


103 gi 


nc 
al 


2111826 2111865 64 103 gi 
6482 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 


nc 
al 


172854 Bacteria_16S 


ce 
taceae; 
228719618 
1169826 11712 
ales; 


ales; 
228721489 
1334683 13361 


e 
es; 


e 
es; 


2128498 2128537 64 103 gi 


228719827 
11682 


Sp 


Pseu 


219846681 
12618 
Cory 


228716944 
1383100 13845 
spiraceae; 
224581430 
14361 
hermaceae; 
224581408 
1466484 14678 


219878445 
sequence 
Actinomy 
lex (MAC 
219846303 
lete seq 
oteobact 


219857376 
15389 
nocardin 
219878420 
1681727 16832 


1812567 18140 


219878157 
quenc 
tinomyce 


e 


219878136 
equen 
Actin 


ce 


219878132 
2085504 20 
Alcani 
219878122 


870 


20991 


Prop 


219857660 


21113 


Cory 


219857649 


africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 


omy 


vor 


ref|NR_027585.1 
43 1169775 Spiro 
irochaeta. 
ref|NR_027583.1 
94 Thermobispora 
donocardineae; 


ref |NR_026273.1 
51 1263306 Dietz 
nebacterineae; 
ref|NR_027612.1 


ref|NR_027557.1 
Roseburia. 
ref|NR_027212.1 
36 1437633 Ocean 
Oceanithermus. 
ref |NR_027189.1 


ref|NR_025584.1 
1475465 147693 
cetales; Coryneb 
). 
ref 
uenc 
eria 


NR_025893.1 
e 150715 
Neisserial 


v 


ref |NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_025559.1 


ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


ref|NR_025275.1 

2079371 208087 
cetales; Propion 
ref|NR_025271.1 
acaceae; Alcaniv 
ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 
ref|NR_025249.1 
81 2112761 Mycoba 
nebacterineae; M 


Cc 


P 


i 
D 


i 


Spirochaeta 
haeta smaragdinae DSM 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Oceanithermus 
thermus profundus 


Treponema putidum 


91 Treponema putidum Bacteria; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 

2 Mycobacterium 
cterineae; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Propionimicrobium 
2 Propionimicrobium 


ibacterineae; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


ref |NR_025238.1 
2128040 212947 


Mycobacterium 
2 Mycobacterium 


africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 


172854 Bacteria_ 
scrofulaceum strain ATCC 


Nocardiaceae; 


Bacteria; 


NRRL B-24104 16S 


strain IFM 10088 


16S 2129976 2130015 64 103 gi 


16S 2136015 2136054 64 


16S ribosomal 


103 gi 
RNA, partial sequence 


16S 2164690 2164729 64 103 gi 


16S 2173812 2173851 64 103 gi 


16S 2217728 2217767 64 103 gi 


16S 2263538 2263577 64 103 gi 


16S 2305981 2306020 64 103 gi 


v 
Tsukamurella. 


2342215 2342254 64 103 
ribosomal RNA, partial sequence 


gi 


2566246 2566285 64 103 gi 


Firmicutes; Clostridia; 


2688139 2688178 64 103 gi 


2703173 2703212 70 109 gi 


19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; 
172854 Bacteria_ 
strain ATCC 19422 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacterium tuberculosis complex. 
172854 Bacteria_ 
strain ATCC 51384 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
172854 Bacteria_ 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
172854 Bacteria_ 
aetherivorans strain 10bc312 16S ribosomal RNA, partial 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Rhodococcus. 
172854 Bacteria_ 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172854 Bacteria_ 
venustensis strain ISO4 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Oceanospir 
172854 Bacteria_ 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurellaceae; 
172854 Bacteria_16S 


Actinobacteridae; Actinomycetales; 


compl 


do 


Clostrid 


ne 


219857648 
sequence 2 


219857644 
21355 
bacterineae; 
219857625 


219857587 
22172 
nebacterineae; 
219857557 
ce 22630 
illales; 
219857525 
ete sequence 
Actinomy 


219857500 
2341772 23432 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
172854 Bacteria_16S 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial 
acidaminophila Bacteria; 
172854 Bacteria_16S 


desulfurans strain St55B 16S ribosomal RNA, partial sequence 


desulfurans Bacteria; 
172854 Bacteria_16S 


narugense strain 
Bacteria; 


172854 Bacteria_16S 


172854 Bacteria_16S 


ruminantium Bacteria; 
172854 Bacteria_16S 
strain 10.268-1 1 


2899993 2900031 65 103 gi|219856856|ref|NR_024675.1 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
2921551 2921590 64 103 gi|219856842|ref|NR_024661.1 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 292256 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Euba 
2985076 2985115 64 103 gi|219846933|ref|NR_026525.1 


Deinococcus-Thermus; 
2739266 2739301 65 


Deinococci; 
100 gi 


Clostridia; Thermoanaerobacterales; 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


172854 Bacteria_16S 


strain IFO 15059 


2988124 2988163 64 103 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


172854 Bacteria_16S 
multiseptatus str 
multiseptatus Bac 
Geodermatophilace 
172854 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 


Nocardioidaceae; 


172854 Bacteria_16S 
ruminis strain DS 
Firmicu 
172854 Bacteria_16S 
strain Z-7692 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Bacteria; 


Spirochaetes; 


3010844 3010883 64 103 gi 
ain AA826 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacteridae; 
ae; Modestobacter. 

3012402 3012441 64 103 gi 
n BC361 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3296821 3296860 64 103 gi 
M 9787 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Lachnosp 


Th 


Na82 16S ribosomal RNA, partial sequence 
Firmicutes; 


6S ribosomal RNA, partial sequence 2984634 29861 


uence 


219846915 


nce 


Actinomyc 


219846723 
ce 32963 
iraceae; 


3315048 3315083 65 100 gi 


Spirochaetaceae; Spirochaet 


219846710 
3314589 3316062 Spirochaeta africana Bacteria; 


a. 


Cory 


bacterineae; 
219857619 
sequence 


nocardineae; 
219857290 
sequenc 
iales; Veill 
219857197 
16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172854 Bacteria_16S 


bacterineae; 
219857186 


ermales; 

219857161 
27388 

Thermodesul 


bacterineae; 
219846931 
16S ribosomal RNA, partial sequence 2987680 29891 


ref 


; Actinomycetales; 
Mycobacterium. 
16S 2134498 2134537 64 103 gi| 219857645 |ref|NR_025234.1 
16S ribosomal RNA, partial sequence 2134040 2135523 Mycob 


ref 


ref 


ref 


ref 


ref 


Alc 
ref 


ref 


ref 


ref 


ref 


The 
ref 


ref 


ref 


ref 


ref 


ref 


nebacterineae; 


74 2137022 Mycob 


35 Mycobacterium 


Mycobacteriaceae; Mycobacterium. 


2173451 21748 


72 2218741 Mycob 


50 2264581 Alcan 
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Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

172854 Bacteria_16S 4233405 4233444 64 103 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172854 Bacteria_16S 201062 201100 65 103 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

172854 Bacteria_16S 218079 218121 61 103 gi| 265678917 |ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

172854 Bacteria_16S 225594 225632 65 103 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172854 Bacteria_16S 263697 263723 82 108 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
172854 Bacteria_16S 286326 286356 74 104 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 
strain 01008 16S ribosomal RNA, partial sequence 285875 287290 Mycoplasma testudinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 301494 301524 74 104 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 324374 324407 70 103 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

172854 Bacteria_16S 325904 325937 70 103 gi|265678843|ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

172854 Bacteria_16S 398569 398607 65 103 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

172854 Bacteria_16S 576346 576384 65 103 gi|265678668|ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
172854 Bacteria_16S 862647 862685 65 103 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

172854 Bacteria_16S 1418101 1418139 65 103 gi|224581446|ref|NR_027228.1| Helcococcus ovis 
strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

172854 Bacteria_16S 1562017 1562055 65 103 gi|219846143|ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

172854 Bacteria_16S 1613737 1613775 65 103 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
172854 Bacteria_16S 1764578 1764608 73 103 gi|219878361|ref|NR_025500.1| Streptococcus 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

172854 Bacteria_16S 2430334 2430372 65 103 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

172854 Bacteria_16S 2575502 2575540 65 103 gi|219857284|ref|NR_024915.1| Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
172854 Bacteria_16S 3519346 3519376 74 104 gi|219846563|ref|NR_026155.1| Mycoplasma genitalium 
strain ATCC 33530 16S ribosomal RNA, partial sequence 3518849 3520338 Mycoplasma genitalium 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 3756953 3756983 74 104 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

172854 Bacteria_16S 3859734 3859764 74 104 gi|219846322|ref|NR_025912.1| Mycoplasma imitans 


strain 4229 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3859256 3860694 Mycoplasma imitans Bacteria; 


172854 Bacteria_16S 4013120 4013158 71 108 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

172854 Bacteria_16S 45776 45797 82 103 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172854 Bacteria_16S 71616 71669 47 100 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 #Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

172854 Bacteria_16S 73180 73233 47 100 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

172854 Bacteria_16S 148986 149007 82 103 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

172854 Bacteria_16S 202562 202591 71 100 gi| 265678928 |ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

172854 Bacteria_16S 227118 227139 82 103 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

172854 Bacteria_16S 231643 231664 82 103 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

172854 Bacteria_16S 242607 242628 82 103 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

172854 Bacteria_16S 461858 461879 82 103 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
172854 Bacteria_16S 472561 472582 82 103 gi|265678736|ref|NR_029041.1| Weissella koreensis 
strain S-5623 16S ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
Firmicutes; Lactobacillales; Weissella. 

172854 Bacteria_16S 480104 480125 82 103 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

172854 Bacteria_16S 523049 523102 47 100 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

172854 Bacteria_16S 594408 594437 71 100 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

172854 Bacteria_16S 626260 626281 82 103 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

172854 Bacteria_16S 633876 633897 82 103 gi| 265678628 |ref|NR_028933.1| Fusobacterium equinum 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

172854 Bacteria_16S 704842 704875 70 103 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

172854 Bacteria_16S 836897 836918 82 103 gi|265678488|ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

172854 Bacteria_16S 856478 856499 82 103 gi| 265678474 |ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

172854 Bacteria_16S 868807 868828 82 103 gi| 265678466 |ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

172854 Bacteria_16S 1031077 1031130 47 100 gi| 265678357 |ref|NR_028659.1| Micromonospora 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

172854 Bacteria_16S 1147578 1147599 82 103 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

172854 Bacteria_16S 1156638 1156659 82 103 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

172854 Bacteria_16S 1235319 1235340 82 103 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

172854 Bacteria_16S 1280285 1280306 82 103 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

172854 Bacteria_16S 1287980 1288001 82 103 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

172854 Bacteria_16S 1299845 1299866 82 103 gi|219846779|ref Kribbella koreensis 


strain LM 161 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
172854 Bacteria_16S 1357939 1357960 82 103 gi 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, par 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusob 
172854 Bacteria_16S 1389609 1389638 71 100 gi 
bacteriovorus strain HD 100 16S ribosomal RNA, partial 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaprot 
Bdellovibrio. 

172854 Bacteria_16S 1451801 1451854 47 100 gi 
endolithica strain AA459 16S ribosomal RNA, partial seq 
endolithica Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 

172854 Bacteria_16S 1482165 1482186 82 103 gi 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobac 
Fusobacterium. 
172854 Bacteria_16S 1531803 1531856 47 100 gi 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, par 
matsumotoense Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; Micromonospora. 

172854 Bacteria_16S 1554615 1554636 82 103 gi 
ayderensis strain AB04 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybac 
172854 Bacteria_16S 1560494 1560515 82 103 gi 
canariasense strain 502329 16S ribosomal RNA, partial s 
canariasense Bacteria; Actinobacteria; Actinobacteridae 
Mycobacteriaceae; Mycobacterium. 

172854 Bacteria_16S 1564894 1564915 82 103 gi 
goodfellowii strain LB57 16S ribosomal RNA, partial seq 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobact 
172854 Bacteria_16S 1566427 1566448 82 103 gi 
strain LB37 16S ribosomal RNA, partial sequence 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
172854 Bacteria_16S 1567962 1567983 82 103 
strain LB23 16S ribosomal RNA, partial sequence 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
172854 Bacteria_16S 1720470 1720491 82 103 
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Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

172854 Bacteria_16S 1726455 1726476 82 103 gi|219878390|ref|NR_025529.1 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 172747 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Mycobacteriaceae; Mycobacterium. 

172854 Bacteria_16S 1729531 1729552 82 103 gi|219878388|ref|NR_025527.1 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
172854 Bacteria_16S 1782647 1782668 82 103 gi| 219878348 |ref|NR_025487.1 
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agri Bacteria; 
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gi 


219878315 


1830898 18324 


ref|NR_025454.1 
07 Ilyobacter in 


Ilyobacter insuetus 
suetus Bacteria; 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

172854 Bacteria_16S 1866380 1866433 47 100 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
172854 Bacteria_16S 1950047 1950100 47 100 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

172854 Bacteria_16S 2033670 2033691 82 103 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

172854 Bacteria_16S 2131499 2131520 82 103 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

172854 Bacteria_16S 2157134 2157155 82 103 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

172854 Bacteria_16S 2176941 2176962 82 103 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 


strain IH003 16S 
Firmicutes; 


Lacto 
172854 Bacteria_ 


ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
16S 2249678 2249699 82 


103 gi 


2176454 21779 


219857566 


ref|NR_025154.1 


27 Leuconostoc inhae Bacteria; 


Fructobacillus 


fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

172854 Bacteria_16S 2251203 2251224 82 103 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

172854 Bacteria_16S 2327273 2327294 82 103 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172854 Bacteria_16S 2343709 2343762 47 100 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

172854 Bacteria_16S 2409074 2409095 82 103 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

172854 Bacteria_16S 2418411 2418432 82 103 gi|219857447|ref|NR_025035.1| Leuconostoc gelidum 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

172854 Bacteria_16S 2419966 2419987 82 103 gi|219857446|ref|NR_025034.1| Leuconostoc kimchii 
strain IH25 16S ribosomal RNA, partial sequence 2419471 2420975 Leuconostoc kimchii Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

172854 Bacteria_16S 2534773 2534806 70 103 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

172854 Bacteria_16S 2587744 2587777 70 103 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

172854 Bacteria_16S 2593974 2593995 82 103 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172854 Bacteria_16S 2639977 2639998 82 103 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172854 Bacteria_16S 2656652 2656673 82 103 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

172854 Bacteria_16S 2658177 2658198 82 103 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

172854 Bacteria_16S 2659698 2659719 82 103 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 


strain ATCC 39419 16S ribosomal RNA, partial sequence 


2659238 2660707 Kribbella sandramycini 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Kribbella. 


172854 Bacteria_16S 


strain K97-0003 1 
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Micromonosporacea 


2724183 2724236 47 100 2 
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6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172854 Bacteria_16S 
rectilineatus str 


omonospori 


19857119 


al sequenc 
e; Actinomycet 


ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 

neae; Micromonosporaceae; Longispora. 
ref|NR_024747.1| Actinoplanes 

e 2795622 2797094 Actinoplanes 

ales; Micromonosporineae; 


172854 Bacteria_16S 2799090 2799143 47 100 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
172854 Bacteria_16S 2800613 2800666 47 100 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
172854 Bacteria_16S 2802134 2802187 47 100 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
172854 Bacteria_16S 2803655 2803708 47 100 gi|219857114|ref|NR_024742.1| Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172854 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


172854 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


172854 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


172854 Bacteria_16S 


strain JCM 9312 1 


Catenuloplanes. 


172854 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


172854 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


172854 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


172854 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


172854 Bacteria_16S 


strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 32296 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 
172854 Bacteria_16S 3330256 3330309 47 100 gi| 219846698 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
172854 Bacteria_16S 3331784 3331837 47 100 gi| 219846697 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
172854 Bacteria_16S 3333279 3333332 47 100 gi| 219846696 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
172854 Bacteria_16S 3334773 3334826 47 100 gi|219846695 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Micromonosporaceae; Actinoplanes. 
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Actinobacteria; A 


2805177 2805230 47 100 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
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55 3220600 Coprot 
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Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Anaerococcus octavius 
00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 
ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_026287.1| Actinoplanes 
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cetales; Micromonosporineae; 
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Mycobacterium hodleri 
hodleri Bacteria; 
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ref|NR_026282.1| Micromonospora rosaria 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 
172854 Bacteria_16S 


inositola DSM 43819 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
172854 Bacteria_16S 


aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
172854 Bacteria_16S 


halophytica DSM 43171 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
172854 Bacteria_16S 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
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strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriaceae; Propionigenium. 


Fusobacteria; 
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Fusobacteria; 
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cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 
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strain HD9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
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Actinobacteria; Actinobacteridae; Actinomycetales; 


172854 Bacteria_16S 
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Fusobacteria; 


canifelinum Bacteria; 
172854 Bacteria_16S 


strain 216 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


Luteococcus. 
172854 Bacteria_16S 


Mycobacterium. 


4049531 4049552 82 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4109776 4109797 82 


4111342 4111363 82 


4181971 4181992 82 


707643 707699 47 


871712 871768 47 


Fusobacteriales; 


103 gi 


103 gi 


103 gi 


Propionibacter 

103 gi|219846089 
sequence 
Fusobacteria 

103 gi| 265678577 


103 gi 


4049074 40504 
Propionibacter 


4109294 41108 
Propionibacter 


4110861 41123 


707255 70861 


219846688 


219846687 


219846686 


33464 


219846685 


219846651 


sequence 


219846492 


219846491 
partial 


Fusobacteriales; Fusobacteria 


219846428 


Micr 


219846427 
Actino: 
219846282 
sequenc 

Actino: 
219846197 


Actinomyce 


219846187 


219846145 


219846144 


33434 


33449 


Fusobacteriaceae; 


RNA, partial sequence 
Fusobacteria; 


ref|NR_026280.1 


ref|NR_026279.1 


ref|NR_026278.1 


ref|NR_026277.1 


ref|NR_026243.1 


ref|NR_026168.1 
73 Cetobacterium 


ref |NR_026087.1 
15 Mycobacterium 


ref|NR_026085.1 
3618078 361940 


ref|NR_026084.1 


ref|NR_026083.1 
sequence 362084 
c 


ref|NR_026019.1 


omonosporineae H 


ref|NR_026018.1 
3713443 371485 
mycetales; Micro 


ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 


ref|NR_025787.1 
4038441 403994 
tales; Corynebac 


ref|NR_025777.1 
53 Nocardioides 
ineae; Nocardioi 
ref|NR_025735.1 


ineae; Nocardioi 
ref|NR_025734.1 


ineae; Nocardioi 
ref|NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref |NR_028882.1 


rs 


ineae; Propionib 


265678464 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter. 


Micromonospora 


22 3344899 Micromonospora inositola 
Micromonosporineae; 


Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 
Micromonosporineae; 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 
Micromonosporineae; 


Micromonosporaceae; 


Micromonospora 


3348002 3349477 Micromonospora coerulea 
Micromonosporineae; 


Micromonosporaceae; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Cetobacterium ceti 
ceti Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Fusobacterium 
8 Fusobacterium 


Fusobacterium. 


Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Actinoplanes 


82 3713392 Actinoplanes auranticolor 


Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Mycobacterium 
7 Mycobacterium 


terineae; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Fusobacterium 

4 Fusobacterium 

ium. 

Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


ref |NR_028767.1 
871314 872760 


Gluconacetobacter 
Gluconacetobacter 


172854 Bacteria_16S 


strain ATCC 49929 


Bacteria; Actinob 


Propioniferax. 


172854 Bacteria_16S 
australiense stra 
australiense Bact 


Propionibacteriac 


172854 Bacteria_16S 


strain T1-X7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172854 Bacteria_16S 


stercorarium subs 


2357393 2357449 47 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
2358908 2358964 47 103 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 

eae; Propionibacterium. 
2492350 2492406 47 103 
ribosomal RNA, partial sequence 


ia 


la 
gi 


oc 
3581811 3581831 83 103 gi 
p- thermolacticum strain TX41 16S ribo 


somal 


219857489 
23569 
Prop 


219857488 
1 sequen 
Actinomy 


219857388 
2491905 24933 
occineae 
219846521 


RNA, 


ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


ref|NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_026113.1 
partial sequenc 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; 


subsp. paratuberc 


avium subsp. para 
Corynebacterineae 
172854 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingel 


172854 Fungi_16S 
strain IFM 10035 
Actinobacteria; 
172854 Fungi_16Ss 
strain IFM 0784 1 
Actinobacteria; 
172854 Fungi_16S 
strain IFM 0575 1 
Actinobacteria; 
172854 Fungi_16S 
strain IFM 10084 
Actinobacteria; 
172854 Fungi_16S 
strain YZ-96 16S 
Actinobacteria; 
172854 Fungi_16S 
strain IFM 0245 1 
Actinobacteria; 
172854 Fungi_16S 
yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 
172854 Fungi_16S 
strain IFM 10088 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172854 Archaea_16S 


indicus strain S 
Archaea; Euryarc 


L 
h 


172854 Archaea_16S 


vulcanius strain 


Archaea; Euryarch 


172854 Archaea_16S 


formicicus strai 
formicicus Archa 


n 
e 


172854 Archaea_16S 


vannielii strain 
Archaea; Euryarch 


172956 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


172956 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


172956 Bacteria_16S 


fusiformis strain 
Bacteria; Verruco 


172956 Bacteria_16S 


c 
172854 Bacteria_16S 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; 


Actinobacteridae; Actinomycetales; Cory 


lostridium. 

3622667 3622706 64 103 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3890596 3890628 65 97 gi 


pa 


, 


ob 


Lay 
446 502 47 103 gi 
16S ribosomal RNA, partial sequence 1 


1955 2011 47 103 gi 
6S ribosomal RNA, partial sequence 1564 


3493 3549 47 103 gi 
6S ribosomal RNA, partial sequence 3067 


5053 5109 47 103 gi 
16S ribosomal RNA, partial sequence 4616 


6609 6665 47 103 
ribosomal RNA, partial sequence 


gi 
6163 
Cory 
8111 8167 47 103 gi 

6S ribosomal RNA, partial sequence 7721 


11078 11134 47 103 gi 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 

9614 9653 64 103 gi 
16S ribosomal RNA, partial sequence 9174 


ae; 


28431 28452 82 103 gi 
43 16S ribosomal RNA, partial sequence 
aeota; Methanococci; Methanococcales; 

34261 34282 82 103 gi 
M7 16S ribosomal RNA, partial sequence 
aeota; Methanococci; Methanococcales; 

35722 35743 82 103 gi 
Mc-S-70 16S ribosomal RNA, partial se 
a; Euryarchaeota; Methanococci; Methan 
212255 212276 82 103 gi 
SB 16S ribosomal RNA, partial sequence 
aeota; Methanococci; Methanococcales; 

1399150 1399060 8 98 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
3364576 3364499 4 81 gi 
SM 4136 16S ribosomal RNA, partial seq 
; Verrucomicrobia; Verrucomicrobiae; V 


Metha 


Metha 
quenc 
ococc 
Metha 


nce 
nadac 


uence 


3705446 3705369 4 81 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3708483 3708406 4 81 gi 


ce 
robia 


219846490 
rtial se 
Actinobac 
acterium avi 
219846301 
3890099 3891585 Kinge 


265678352 


1514 


nebacterin 
265678351 


3016 


nebacterin 
265678350 


4565 


nebacterin 
265678349 


6112 


nebacterin 
265678348 


7670 


nebacterin 
265678342 


9123 


nebacterin 
219857175 
al sequenc 
Actino: 


219857197 


10588 


nebacterin 
265678557 


27994 
nocal 


265678399 


33808 
nocal 


265678344 


e 
ales; 


219846128 


21188 
nococ 


228715357 


13980 
eae; 


219846674 


errucomicr 


219846433 


37043 
les; 


219846431 


ref 
quen 
teri 


NR_026082.1 
ce 362222 
dae; Actino 
um complex ( 
NR_025891.1 
oralis Bacte 


ref 
lla 
ref|NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_024803.1 
e 10639 12137 
mycetales; Coryn 
ref |NR_024825.1 
eae; Nocardiacea 
ref |NR_028861.1 

29402 Methan 
dococcaceae; Met 
ref|NR_028701.1 

35231 Methan 
dococcaceae; Met 
ref |NR_028646.1 

35282 36655 
Methanocaldococ 
ref|NR_025718.1 
9 213145 Methan 
caceae; Methanoc 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref |NR_026266.1 

3363492 336498 
obiales; Verruco 


ref |NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 
Kingella oralis strain 
ria; Proteobacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 
Methanocaldococcus 
ocaldococcus vulcanius 
hanocaldococcus. 
Methanotorris 
Methanotorris 
caceae; Methanotorris. 
Methanococcus 
ococcus vannielii 
occus. 

Gemmatimonas 

imonas aurantiaca T-27 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 


ref|NR_026022.1 


Prosthecobacter 


vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


Prosthecobacter. 


172956 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


172956 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


172956 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


172956 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


172956 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


172956 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


172956 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
172956 
subsp. 
subsp. 
172956 
strain IBS S6874 
Proteobacteria; 


smithia st 
smithia Ba 


G 


172956 Bacteria_16S 


strain LMG 317541 
Proteobacteria; G 


172956 Bacteria_16S 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


172956 Bacteria_16S 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; A 


172956 Bacteria_16S 


strain EJ2M-B 16S 


Bacteria_16S 


Bacteria_16S 


ibosomal RNA, partial sequence 


788547 788472 4 79 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
806947 806872 5 80 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

1571589 1571514 4 79 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1646282 1646207 4 79 gi 


gi 
cv 


ce 
ul 


al 
te 


ammaproteobacteria; Aeromonadales; Aer 
2026872 2026797 4 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2262619 2262544 5 80 gi 
train SL6 16S ribosomal RNA, partial s 
acteria; Thermodesulfobacteria; Thermo 
erium. 

2456872 2456797 4 79 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 
eromonas. 

2781773 2781698 4 79 
ribosomal RNA, partial sequence 


eq 
de 


rt 
ia 


gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
172956 Bacteria_16S 3300478 3300403 4 79 gi|219846721|ref|NR_026313.1 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 330087 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisci 
Methylophaga. 

172956 Bacteria_16S 3382772 3382697 4 79 gi|219846661|ref|NR_026253.1 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 338315 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciric 
Methylophaga. 

172956 Bacteria_16S 3384310 3384235 4 79 gi|219846660|ref|NR_026252.1 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methyl 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylop 
172956 Bacteria_16S 3613044 3612969 4 79 gi| 219846497 |ref|NR_026089.1 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromo 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
172956 Bacteria_16S 3813438 3813363 4 79 gi|219846354|ref|NR_025945.1 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 381232 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; A 
Aeromonas. 

172956 Bacteria_16S 3964924 3964849 4 79 gi|219846249|ref|NR_025839.1 
strain 2761 16S ribosomal RNA, partial sequence 3963836 39652 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
172956 Bacteria_16S 4009167 4009092 4 79 gi|219846217|ref|NR_025807.1 
strain 848 16S ribosomal RNA, partial sequence 4008054 40095 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
172956 Bacteria_16S 4122632 4122557 4 79 gi|219846135|ref|NR_025725.1 


succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 


581868 58337 


265678520 
787469 78896 


265678508 


219878156 


219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 
219878178 


omonadacea 
219857558 


219857413 


219857129 
2780730 27821 


ref |NR_028824.1 


rickettsiaceae; Methylop 
ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


80584 
fobacter 


ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025585.1 


sequenc 
ria; Aer 


e; Aeromonas. 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref|NR_025146.1 

2261503 226299 
teriales; Thermo 


20257 


uence 
sulfobac 


ref 
ence 
rote 


NR_025001.1 
245578 
obacteria; A 


ial sequ 
Gammap 


v 


ref|NR_024757.1 


677001 676925 5 81 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
bosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
nergistia; Synergistales; Synergistaceae; Anaerobaculum. 

2696057 2695981 4 80 gi|219857191|ref|NR_024819.1| Saccharibacter 
S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 

90136 90061 5 80 gi| 265679003 |ref|NR_029311.1| Thermodesulfobacterium 
ain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
teria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 

178682 178607 4 79 gi|265678944|ref|NR_029252.1| Aeromonas punctata 

16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

582974 582899 5 80 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Methylophaga alcalica 


2 Methylophaga alcalica Bacteria; 


haga. 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


eromonadales; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Aeromonas bestiarum 
nas bestiarum Bacteria; 


Aeromonas 
7 3813828 Aeromonas 


eromonadaceae; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


4121524 412305 


Petrobacter 
2 Petrobacter 


succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Petrobacter. 


172956 Bacteria_16S 


strain E7107 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172956 Bacteria_16S 
psychrophila stra 
psychrophila Bact 


Desulfotalea. 


172956 Bacteria_16S 


strain 21F-2 16S 


indonesiensis Bac 
Acetobacter. 


172956 Bacteria_16S 
orleanensis strain NBRC 13752 16S ribosomal RNA, partia 
orleanensis Bacteria; Proteobacteria; Alphaproteobacter 


Acetobacter. 


172956 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


172956 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


172956 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


172956 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


172956 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; 


echinoides strain 
echinoides Bacter 


172956 Bacteria_16S 


strain LMG 1746 1 


strain LMG 1625 1 


G 
172956 Bacteria_16S 


447176 447102 8 82 
ribosomal RNA, partial sequence 


gi 


Ac 


927477 927403 4 78 gi 


ribosomal RNA, partial sequence 
Ac 
1093798 1093724 6 80 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


qu 
er 


1096683 1096609 6 80 gi 
1 


ia 


1201153 1201079 5 79 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1270646 1270572 4 78 gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


ce 
es 


se 
ia 


1390223 1390149 5 79 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; Deltaprot 


se 
eo 


1406603 1406529 6 80 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


qu 
er 


1701246 1701172 4 78 

S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; Alt 

1704312 1704238 8 82 gi 
IMET 10491 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 

1749954 1749880 6 80 gi 


gi 


s 
a; 


Ac 


1751446 1751372 6 80 gi 


265678757 
446125 44760 


265678427 


in LSv54 16S ribosomal RNA, partial sequence 926361 927852 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
1080073 1079999 6 80 gi| 265678323 |ref|NR_028625.1 


1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172956 Bacteria_16S 
indonesiensis str 


265678314 


265678312 


228715386 


219846400 


228716586 


219857143 


219878407 
1700153 17016 


219878405 


219878374 
6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172956 Bacteria_16S 219878373 


6S ribosomal RNA, partial sequence 175041117518 


ref|NR_029062.1 


etobacterace 


ref 


ae; Roseomon 
NR_028729.1 


etobacteraceae; Acetobac 
ref|NR_028616.1 
1092739 109419 


ospirillales; Ac 


ence 
ia; Rhod 
ref|NR_028614.1 

1095628 109707 
pirillales; Acet 


sequence 
; Rhodos 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


12000 
; Synerg 
quence 
; Desulf 
ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


quence 
bacteria; 
ref|NR_024771.1 

1405568 140698 
ospirillales; Ac 


ence 
ia; Rhod 


ref|NR_025546.1 


eromonadaceae; Glaciecol 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025513.1 


equence 
Rhizobi 


etobacterace 


ref 


ae; Acetobac 
NR_025512.1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
172956 Bacteria_16S 2919088 2919014 5 79 gi| 219856844 |ref|NR_024663.1 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 291946 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; H 
Hydrogenophilus. 

172956 Bacteria_16S 255303 255230 7 80 gi| 265678892 |ref|NR_029200.1 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacte 


Alphaproteobacter 


172956 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


172956 Bacteria_16S 


strain 5424 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172956 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


172956 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


172956 Bacteria_16S 


strain MDA5527 16 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
431717 431644 8 81 gi 
in MDA5605 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


ip 


se 
ri 


448708 448635 8 81 
ibosomal RNA, partial sequence 


gi 


Ac 
537391 537318 5 

osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
620826 620753 5 78 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 
742098 742025 8 81 gi 
S ribosomal RNA, partial sequence 


78 gi 
ti 


1 
ba 


Ac 


172956 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


828346 828269 1 78 gi 
-30 16S ribosomal RNA, partial sequence 


ridia; Clostridiales; Veillonellaceae; S 


265678767 


265678756 
447654 44913 


265678694 
536318 53780 


265678638 


265678553 


741046 74252 


265678494 


ia. 
ref|NR_029072.1 
430661 432145 
spirillales; Ace 


quence 
a; Rhodo 


ref|NR_029061.1 


etobacteraceae; Roseomon 
ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref |NR_028943.1 
19766 621178 
Nautiliales; Nau 
ref|NR_028857.1 


liaceae; 


a 


sequence 
cteria; 


etobacterace 


ref 


ae; Roseomon 
NR_028797.1 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Desulfotalea 
Desulfotalea 

sulfobulbaceae; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter 
0 Acetobacter 
obacteraceae; 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Acetobacter 
1 Acetobacter 


etobacteraceae; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 

Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Hydrogenophilus 

0 Hydrogenophilus 

ydrogenophilaceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Roseomonas gilardii 
Roseomonas gilardii 


tobacteraceae; 


Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Caminibacter profundus 


profundus Bacteria; 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Selenomonas infelix 


827209 828732 Selenomonas infelix Bacteria; 


elenomonas. 


172956 Bacteria_16S 
strain ATCC 43541 
Firmicutes; 
172956 Bacteria_16S 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; 


Gluconacetobacter. 
172956 Bacteria_16S 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, parti 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodopseudomonas. 
172956 Bacteria_16S 
strain NBRC 13755 
Bacteria; 
172956 Bacteria_16S 
dehalogenans 2CP- 


2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterine 
Anaeromyxobacter. 

172956 Bacteria_16S 1126999 11269265 78 gi|253680772|ref|NR_028020.1 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntro 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobact 
Syntrophobacter. 

172956 Bacteria_16S 1353987 1353914 8 81 gi|228720330|ref|NR_027591.1 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 135441 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirilla 
Gluconacetobacter. 

172956 Bacteria_16S 1365911 1365838 7 80 gi|228719040|ref|NR_027578.1 


Clostridia; 


829922 829845 1 


872348 872275 8 


1057657 1057584 7 


1095239 1095166 6 


1120980 11209075 


78 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


81 


80 


79 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


78 


1 16S ribosomal RNA, partial sequence 


265678493 
82878 


gi 


265678464 
sequence 


gi 
265678339 


gi 


265678313 
10942 


gi 


228716127 
11198 


gi 


Selenomonas. 
Rhodospirillales; Ace 


al sequence 1056603 10580 
Rhizobiales; 


ref |NR_028796.1 
3 830273 Seleno 


ref |NR_028767.1 
871314 872760 


NR_028641.1 
8 
Bradyrh 


ref 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_027547.1 
56 1121404 Anaero 


67 1366328 Nitrob 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 13648 


Bacteria; Proteob 


172956 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


172956 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


172956 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


172956 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


172956 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


172956 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


172956 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


172956 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


172956 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


172956 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


172956 Bacteria_16S 


strain AN1 16S ri 


strain Pd55 16S r 
Proteobacteria; E 


acteria; Alphaproteobacteria; Rhizobia 
1496308 1496235 6 79 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1497843 1497766 1 78 gi 


ubsp. saccharolyticum strain DSM 6643 


lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
1573066 1572993 7 80 gi 


c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1582164 1582091 8 81 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1769620 1769547 4 77 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
1970248 1970175 6 79 gi 


2301963 2301890 7 80 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
2354929 2354856 5 78 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 

2509604 2509531 8 81 gi 
; Proteobacteria; Alphaproteobacteria; 
2524777 25247045 78 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2568365 2568292 7 80 gi 
bosomal RNA, partial sequence 


gi 


2676779 2676706 5 78 
ibosomal RNA, partial sequence 


172956 Bacteria_16S 


strain AA0O8 16S r 


2709748 2709675 8 81 


1768558 17700 


ain GSF71 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


2300928 2302353 Afipi 


FN-Cf£55 16S ribosomal RNA, partial sequence 


2523668 25251 


2567339 25687 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
172956 Bacteria_16S 


psilonproteobacteria; Nautiliales; Nautiliaceae; 


les; Bradyrh 
219846691 
14952 
dales; Aerom 
219846665 
16S ribosoma 
charolyticum 


219857383 
15720 
les; Bradyrh 
219878490 


ria; Rhodova 
219878358 
tiliaceae; N 
219878215 


219857529 


ipia. 
219857491 
nce 23538 


Syntrophobacterales; 


219857371 
Rhodospiril 
219857361 


Desulfobulb 
219857289 


ibosomal RNA, partial sequence 


ref 
67 1496682 Tolumo 


ref 


ref 
32 1573475 Rhodop 


ref 
al sequence 1581111 15825 


ref 
21 Nautilia lithotrophica Bacteria; 


ref 
1969231 197053 
Rhodospi 


ref 
a bi 


ref 
08 2355330 Desulf 


ref 
2508571 251001 
ref 


53 Desulfotalea 


ref 
17 Nitrobacter alkalicus Bacteria; 


iz 


ion 


ei 
B 


1Z 


ri 


au 


s 


la 


ac 


obiaceae; Ni 
NR_026283.1 


adaceae; Tol 
NR_026257.1 
RNA, complet 
acteria; Fir 


NR_024971.1 


obiaceae; Rh 
NR_025629.1 
6 
us. 
NR_025497.1 


tilia. 
NR_025354.1 
rillales; Rh 


NR_025117.1 
rgiae Bacter 


NR_025079.1 


yntrophaceae 
NR_024959.1 


les; Acetoba' 


NR_024949.1 


eae; Desulfo 
NR_024920.1 


Selenomonas noxia 
monas noxia Bacteria; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Acetobacter peroxydans 
acter peroxydans 
; Acetobacter. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Nitrobacter 

acter hamburgensis X14 
trobacter. 

Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Rhodovarius 
8 Rhodovarius 


Nautilia lithotrophica 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Afipia birgiae strain 
ia; Proteobacteria; 


Desulfomonile 

omonile limimaris 

; Desulfomonile. 
Gluconacetobacter 

7 Gluconacetobacter 

cteraceae; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Nitrobacter alkalicus 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 


rhizobiaceae; Nitrobacter. 
gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
2675717 2677147 Lebetimonas acidiphila Bacteria; 
Lebetimonas. 
gi|219857182|ref|NR_024810.1| Asaia krungthepensis 


2708714 2710124 Asaia krungthepensis Bacteria; 


172956 Bacteria_16S 


strain Yo-3 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172956 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


172956 Bacteria_16S 


strain 71 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172956 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


172956 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
Acidith 


caldus strain KU 


Proteobacteria; G 


172956 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


172956 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


172956 Bacteria_16S 


salinarius strain 
salinarius Bacter 


172956 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


172956 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


172956 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


172956 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


172956 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


172956 Bacteria_16S 


congolense strain 
congolense Bacter 


172956 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


172956 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


172956 Bacteria_16S 


strain OP 16S rib 
Proteobacteria; A 


172956 Bacteria_16S 


strain KLB 16S ri 
Proteobacteria; A 


172956 Bacteria_16S 


strain 34633 16S 
Proteobacteria; A 


172956 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


172956 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


2762111 2762038 8 81 
ibosomal RNA, partial sequence 


gi 


2810352 2810279 8 81 gi 
ia; Rhodospirillales; Acetobacteraceae 
2825398 2825325 8 81 gi 


osomal RNA, partial sequence 


2860701 2860628 7 80 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2997872 2997795 2 79 gi 


ammaproteobacteria; Acidithiobacillale 
3058685 3058608 1 78 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


3096194 3096117 1 78 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3130762 3130685 1 78 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3373566 3373489 1 78 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3376637 3376560 1 78 gi 
ubsp. senegalense strain DSM 7379 16S 
Halanaerobiaceae; Halanaerobium. 
3555238 3555165 8 81 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 
3570365 3570292 8 81 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

3591724 3591651 6 79 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


3676856 3676779 1 78 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3709998 3709925 8 81 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3777135 3777062 5 78 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 

3942558 3942485 8 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3948404 3948331 8 81 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
4223438 42233657 80 gi 
ribosomal RNA, partial sequence 


81 gi 


172956 Bacteria_16S 


219857145 


2761077 27624 
etobacte 


Ac 
219857110 


2809318 2810728 Asaia 


; Asaia. 
219856907 


2824364 28257 
etobacte 


Ac 
219856884 

ar 

obacteria; 
219846925 


Ss} 
219846883 

sequence 

ia; 


, 


219846858 
ence 30950 
dales; Suc 
219846835 
uence 
iales; Hal 
219846668 
quence 
ales; 
219846666 
ribosomal 


senegalense Bacteria; 


219846540 
1 sequence 
ria; Rhodo 


219846529 
equence 
rillales; 


219846515 
sequence 
ria; Rhodo 


219846453 
sequence 

iales; Hal 
219846430 
e 37089 
robiales; 

219846379 
nce 37759 
obacterale 


219846264 


3941522 39429 
Ac 


etobacte 
219846260 


3947368 39487 
Ac 


etobacte 
219846056 


4222451 42238 


tial seq 


Aeromo 


Halo 


ref|NR_024773.1 
race 
ref 
sia 


ae; Kozakia 
NR_024738.1 
mensis Bacte 


ref|NR_024728.1 
race 
ref 
uenc 
Rhi 
ref 


ae; Asaia. 
NR_024703.1 
e 285967 
zobiales; Br 
NR_026517.1 


ioba 
ref |NR_026475.1 

3057592 305905 
nadales; Succini 


ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026427.1 
129667 313104 
obacteroidaceae; 
ref |NR_026260.1 
3372496 337395 
bacteroidaceae; 
ref |NR_026258.1 
RNA, partial seq 
Firmicutes; 


w 


3569313 3 
Acetobacter 


ref|NR_026107.1 
3590670 359214 
spirillales; Ace 


ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref |NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref |NR_025646.1 


ae; Afipia. 
ref |NR_029358.1 
19628 21106 


deriales; Burkho 


ref|NR_029329.1 
65117 Herbas 
alobacteraceae; 


lphaproteobacteria; Rhizobiales; Bradyrhizobiace 

20720 20648 8 80 gi| 265679050 
n Struelens 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; Burkhol 
kholderia cepacia complex. 

64696 64624 8 80 gi| 265679021 
n Z67 16S ribosomal RNA, complete sequence 63592 
acteria; Betaproteobacteria; Burkholderiales; Ox 

75325 75253 6 78 gi| 265679014 


phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
cillaceae; Acidithiobacillus. 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Halanaerobium 
uence 3375527 3377012 


v 


Clostridia; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


’ 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Burkholderia 
Burkholderia 
lderiaceae; 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 


ref|NR_029322.1 
74295 75601 


Chlorobium 
Chlorobium 


phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 


Chlorobium. 


172956 Bacteria_16S 


172956 Bacteria_16S 
thermophilum stra 


172956 Bacteria_16S 


76701 76629 6 78 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

204789 204713 5 81 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 

in H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

241650 241578 8 80 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 


Proteobacteria; 
complex. 


172956 Bacteria_16S 
aerodenitrificans 
aerodenitrificans 


Microvirgula. 


172956 Bacteria_16S 
vibrioformis stra 
vibrioformis Bacteria; 
172956 Bacteria_16S 

strain H168 16S r 
Clost 
172956 Bacteria_16S 
strain PL7HG1 16S 


Firmicutes; 


Proteobacteria; 


Roseomonas. 


172956 Bacteria_16S 
entanii strain LTH4560 16S ribosomal RNA, partial seque 
Proteob 
172956 Bacteria_16S 
strain 3-p 16S ribosomal RNA, partial sequence 


Bacteria; 


Proteobacteria; 


172956 Bacteria_16S 
strain K1 16S ribosomal RNA, partial 


Proteobacteria; 


172956 Bacteria_16S 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae; 
172956 Bacteria_16S 
strain PSv29 16S ribosomal RNA, partial sequence 


Proteobacteria; 


172956 Bacteria_16S 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequ 
peptidovorans DSM 11002 Bacteria; 
Dethiosulfovibrio. 

172956 Bacteria_16S 
radiopugnans ATCC 


19172 Bacteria; 


172956 Bacteria_16S 
2077 16S ribosoma 
Deltaproteobacter 
172956 Bacteria_16S 
AMMD 16S ribosoma 


Proteobacteria; 
complex. 


172956 Bacteria_16S 
cenocepacia strai 
cenocepacia Bacte 
Bur 
172956 Bacteria_16S 


Burkholderia; 


strain HS-5 16S 
Actinobacteria; 


172956 Bacteria_16S 


ribosomal RNA, partial sequence 


483782 483710 6 78 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 
561875 561803 8 80 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
667839 667767 8 80 gi 
acteria; Alphaproteobacteria; Rhodospi 
743592 743520 7 79 gi 


Alphaproteobacteria; 
860200 860128 


Rhodospirillales; 
6 78 gi 
sequence 
Deltaproteobacteria; Desulfuromonadales 
921223 921147 5 81 gi 
s strain RHS1 16S ribosomal RNA, parti 


s Bacteria; Actinobacteria; Coriobacte 
Slackia. 
925921 925849 6 78 gi 


Deltaproteobacteria; Desulfobacterales; 
1172438 1172366 6 78 gi 
Synergistetes; Synerg 
1259944 1259872 6 78 gi 
19172 16S ribosomal RNA, partial sequ 
Deinococcus-Thermus; Deinococci; Deinoc 
1272101 1272029 6 78 gi 
1 RNA partial sequence 

ia; Desulfobacterales; 

1473495 1473423 8 

1 RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


Desulfobacterac 
80 gi 


1533999 1533927 8 80 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

1705825 1705749 5 81 
ribosomal RNA, partial sequence 
Rubrobacteridae; Thermoleophilales; The 


gi 


382807 38428 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
172956 Bacteria_16S 
acidaminovorans s 
acidaminovorans B 
172956 Bacteria_16S 
ludipueritiae str 
ludipueritiae Bac 


742578 74395 


859076 86059 


924822 92631 


1271016 1272493 Desul 


1472412 1473865 Burkh 


1704738 17061 


265678729 
sequence 
ynergistal 

265678678 
sequence 
eria; 


265678604 
nce 66678 
rillales; 

265678551 


Rhodospiri 
265678472 
; Geobacte 
265678431 
al sequenc 
ridae; Cor 


265678428 


Desulfoba 
228719312 
ence 11713 
istia; Syn 
219846811 
ence 12588 
occales; D 
219846399 


eae; Desul 
224581402 


rkholderia 
219857425 
sequence 
a; Burkhol 


219878404 


rmoleophil 


1896265 1896193 6 78 gi 


Rhodospi 


ae; Bradyrhizob 
ref |NR_029034.1 

482698 484170 
es; Synergistac 
ref |NR_028983.1 

560822 562307 
rillales; Ac 


ref |NR_028909.1 


ref |NR_028855.1 


llac 
ref 


eae; Rhodoci 
NR_028775.1 


raceae; Geobacte 
ref |NR_028733.1 
e 920164 921628 
iobacteriales; 


ref |NR_028730.1 
cteraceae; Desul 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_025990.1 
fonema magnum Ba 
fonema. 
ref |NR_024882.1 
olderia ambifari 
ceae; Burkholder 


ref|NR_025013.1 
1532915 153432 
deriales; Burkho 


ref|NR_025543.1 


aceae; Thermoleo 


219878267 


ref |NR_025406.1 


e 


6 668269 Glucon 
Acetobacteraceae; 


Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 

249372 249300 8 80 gi| 265678896 |ref|NR_029204.1| Microvirgula 

strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

294600 294528 6 78 gi|265678864|ref|NR_029170.1| Prosthecochloris 
in 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 

Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

323414 323338 2 78 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
ibosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
ridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

383862 383790 7 79 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 
ium. 


Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 
Roseomonas 
Roseomonas 
etobacteraceae; 


Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


a 
Slackia 
Slackia 


Coriobacterineae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Deinococcus 

occus radiopugnans ATCC 
einococcus. 

Desulfonema magnum DSM 
cteria; Proteobacteria; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Burkholderia 
2 Burkholderia 


lderiaceae; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Desulfococcus biacutus 


strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfococcus. 


172956 Bacteria_16S 1982553 1982481 4 76 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

172956 Bacteria_16S 1985722 1985650 4 76 gi|219878205|ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

172956 Bacteria_16S 2156174 2156102 7 79 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

172956 Bacteria_16S 2175995 2175923 6 78 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

172956 Bacteria_16S 2224332 2224260 8 80 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

172956 Bacteria_16S 2351877 2351805 6 78 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

172956 Bacteria_16S 2714134 2714062 4 76 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

172956 Bacteria_16S 2741319 2741247 6 78 gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

172956 Bacteria_16S 2799723 2799647 8 84 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 


strain IFO 12513 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 2808854 2808778 8 84 gi 
campanulatus strain IFO 12511 16S ribosomal RNA, partia 
campanulatus Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Actinoplanes. 

172956 Bacteria_16S 2891571 2891495 8 84 gi 
capillaceus strain K95-5561 16S ribosomal RNA, partial 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 

172956 Bacteria_16S 2937093 2937021 8 80 gi 
multivorum strain AIU 301 16S ribosomal RNA, complete s 
multivorum Bacteria; Proteobacteria; Alphaproteobacteri 
Acidiphilium. 
172956 Bacteria_16S 3004051 3003979 8 80 gi 
europaeus strain DES11 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 
172956 Bacteria_16S 3079563 3079491 8 80 gi 
multipotens strain RH-8 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 
172956 Bacteria_16S 3082715 3082643 8 80 gi 
kamchatkensis strain K-119 16S ribosomal RNA, partial s 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobact 
Desulfurella. 
172956 Bacteria_16S 3118733 3118661 8 80 gi 
intermedius strain TF2 16S ribosomal RNA, complete sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 
172956 Bacteria_16S 3151770 3151698 6 78 gi 
intestinalis strain KMS2 16S ribosomal RNA, partial seq 
intestinalis Bacteria; Proteobacteria; Deltaproteobacte 
Desulfovibrio. 

172956 Bacteria_16S 3553707 3553635 8 80 gi 
hansenii strain NCIB 8746 16S ribosomal RNA, partial se 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; 
Gluconacetobacter. 
172956 Bacteria_16S 


3574911 3574839 8 80 gi 


strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 35753 
Ac 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

172956 Bacteria_16S 3588636 3588564 8 80 gi 
acetivorans strain A63 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 


16S ribosomal RNA, partial sequence 2798665 28 


qu 


nc 
el 


001 
omonospori 
219857111 
1 sequence 
; Actinomy 


219856862 
sequence 
Actinomyc 


219856832 
equence 
a; Rhodosp 


219846921 
nce 30029 
rillales; 
219846869 
ence 30784 
ellales; D 
219846867 
equence 
eria; Desu 


219846843 
ence 31176 
rillales; 
219846821 
uence 
ria; Desul 
219846541 
ence 
Rhodospir 
219846526 


etobacte 
219846517 
e 35875 
lales; D 


172956 Bacteria_16S 3631070 3630998 6 78 gi 
strain Dfr2 16S ribosomal RNA, partial sequence 


neae; Micromonos 
ref |NR_024739.1 

2807796 280926 
cetales; Micromo 


ref|NR_024681.1 
2890502 289195 
etales; Micromon 


ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026459.1 
3081609 308313 
lfurellales; Des 


ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026413.1 
150676 315218 
fovibrionales; D 


w 


ref |NR_026133.1 
3552654 355413 
illales; Acetoba 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 


219846485 


36 Actinoplanes lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

7 Actinoplanes 

nosporineae; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Desulfurella 

urella multipotens 
Desulfurella. 
Desulfurella 

4 Desulfurella 
ulfurellaceae; 


’ 


Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Desulfovibrio 

4 Desulfovibrio 
esulfovibrionaceae; 


, 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Desulfurella 
urella acetivorans 
Desulfurella. 


ref|NR_026077.1 


Geobacter pelophilus 


3629961 3631435 Geobacter pelophilus Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 


172956 Bacteria_16S 


3632595 3632523 6 78 


strain Dfrl 16S ribosomal RNA, partial sequence 


Proteobacteria; D 
172956 Bacteria_16S 
auranticolor stra 
Bacteria; Actinob 


Actinoplanes. 


172956 Bacteria_16S 
philippinensis st 
philippinensis Ba 


3713012 3712936 8 84 


3714473 3714397 8 84 


Micromonosporaceae; Actinoplanes. 


172956 Bacteria_16S 


3762175 3762103 6 78 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; D 
172956 Bacteria_16S 
organovorum strain TFC 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172956 Bacteria_16S 


3944019 3943947 8 80 


3945480 3945408 8 80 


strain PW2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172956 Bacteria_16S 


strain Lhet2 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172956 Bacteria_16S 


3946939 3946867 8 80 
ribosomal RNA, partial sequence 


3949862 3949790 8 80 


strain 101 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172956 Bacteria_16S 
AM 14193 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhodospir 


centenum strain I 


centenum Bacteria; 


Rhodospirillum. 


172956 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 


Sphingopyxis. 


172956 Bacteria_16S 
alkenivorans stra 
alkenivorans Bacteria; 
Desulfatibacillum. 
172956 Bacteria_16S 


3978124 3978052 7 79 


4001588 4001516 6 78 


4027311 4027239 6 78 
Proteobacteria; 


4095510 4095438 6 78 


strain P2 16S ribosomal RNA, partial sequence 


Proteobacteria; D 
172956 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
172956 Bacteria_16S 
strain IS 123 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
172956 Bacteria_16S 
asaccharolytica strain Y-345 16S ribosomal RNA, partial 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


172956 Bacteria_16S 


strain KB740 16S 
Proteobacteria; B 


equigenitalis str 
equigenitalis Bac 


172956 Bacteria_16S 


strain C4D1M 16S 
Proteobacteria; B 


phenazinium strai 
Bacteria; Proteob 


strain P 1-22-1 1 
Proteobacteria; B 


4165760 4165688 6 78 


Bacteria; Proteobacteria; 


63188 63117 8 79 


67726 67655 8 79 


157390 157319 8 79 
ribosomal RNA, partial sequence 


206345 206274 8 79 
teria; Proteobacteria; 
235299 235228 8 79 

ribosomal RNA, partial sequence 


236935 236864 8 79 


238517 238446 8 79 


240064 239993 8 79 


eltaproteobacteria; Desulfuromonadales; 


in 253 16S ribosomal RNA, partial sequence 37119 
acteria; Actinobacteridae; Actinomycetales; 


rain P-15 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


eltaproteobacteria; Desulfuromonadales; 


SW-151 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


in PF2803 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


eltaproteobacteria; Desulfobacterales; Desulfoba 


strain CV2803 16S ribosomal RNA, partial sequenc 
Deltaproteobacteria; D 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
172956 Bacteria_16S 
ain N480/82 16S ribosomal RNA, partial 
Betaproteobacteria; 


etaproteobacteria; Burkholderiales; Burkholderia 
172956 Bacteria_16S 
n A 1 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 
172956 Bacteria_16S 
6S ribosomal RNA, partial sequence 237457 23896 
etaproteobacteria; Burkholderiales; Burkholderia 
172956 Bacteria_16S 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 


gi|219846484 
3631486 36329 


gi|219846428 


Micr 


gi| 219846427 


Actino: 


gi|219846391 
3761076 37625 
Geobacte 
219846263 
39429 


gi 


gi|219846262 
3944448 39458 
Acetobacte 
gi|219846261 
3945905 39473 
Acetobacte 
gi|219846259 
3948831 39502 
Acetobacte 


gi|219846240 


gi| 219846224 
Sphingo 
gi| 219846205 
Desul 


gi|219846156 
4094388 40957 


gi|219846104 


gi|265679022 
62180 63541 


265679019 
sequence 
Sp 


gi 


gi| 265678958 
156293 15781 


265678926 
sequence 
Burkh 
gi| 265678905 
234235 23583 


gi 


265678904 
23588 
Bu 
265678903 


gi 


gi 


Geobacteraceae; 


ref |NR_026076.1 


ref|NR_026019.1 


omonosporineae Hi 


ref|NR_026018.1 

3713443 371485 
mycetales; Micro 
ref |NR_025982.1 
raceae; Geobacte 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025852.1 


raceae; Acidocel 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref |NR_025849.1 


raceae; Acidocel 
ref|NR_025830.1 

3977072 397838 
illales; Rhodosp 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


ref|NR_025795.1 

4026183 402770 
fobacterales; De 
ref|NR_025746.1 
cteraceae; Desul 
ref|NR_025694.1 


e 4164674 416611 
esulfobacterales 


ref |NR_029330.1 
hizobium/Agrobac 
ref |NR_029327.1 

66694 68135 
hingomonadales; 
ref |NR_029266.1 
; Azoarcus. 
ref |NR_029234.1 

205252 206750 
olderiales; Alca 
ref|NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref |NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 


gi| 265678902 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 
Geobacter. 


Actinoplanes 


82 3713392 Actinoplanes auranticolor 


Micromonosporaceae; 
Actinoplanes 
3 Actinoplanes 


monosporineae; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 

Acidiphilium 
hilium organovorum 
; Acidiphilium. 

Acidocella facilis 


54 Acidocella facilis Bacteria; 


Las 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Rhodospirillum 

6 Rhodospirillum 

irillaceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Desulfatibacillum 
6 Desulfatibacillum 


sulfobacteraceae; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Desulfatibacillum 

9 Desulfatibacillum 

; Desulfobacteraceae; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Taylorella 
Taylorella 
ligenaceae; Taylorella. 
Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 

lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 


ref|/NR_029210.1 


Burkholderia 


239017 240544 Burkholderia pyrrocinia 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 


172956 Bacteria_ 


strain Benl104 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


172956 Bacteria_ 


CFN 42 16S riboso: 
Alphaproteobacter 


172956 Bacteria_ 
strain CDC F5101 
Proteobacteria; 

172956 Bacteria_ 


strain KS 0043 16 
B 


Proteobacteria; 
172956 Bacteria_ 


strain 941 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
172956 Bacteria_16S 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
172956 Bacteria_16S 
lituiforme strain 
Proteob 
172956 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 


Bacteria; 


Sphingomonas. 


172956 Bacteria_16S 


effusa strain AP1 
Bacteria; 


Bacteria; 


populi BJ001 16S 
Bacteria; 


strain AU476 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
172956 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; 


Bacteria; 


strain BSB 41.8 1 
Proteobacteria; 


Acidithiobacillus 


172956 Bacteria_16S 


valerianellae str 
valerianellae Bac 


172956 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


172956 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


172956 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


172956 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


172956 Bacteria_16S 


strain NCTC 10617 


B 


Proteob 
172956 Bacteria_16S 
taiwanensis strai 
Proteob 
172956 Bacteria_16S 


Proteob 
172956 Bacteria_16S 
rudongensis strai 
rudongensis Bacte 
172956 Bacteria_16S 


B 
172956 Bacteria_16S 
defluvii strain B 
Proteob 
172956 Bacteria_16S 


B 
172956 Bacteria_16S 
albertensis strai 
albertensis Bacte 


16S 252352 252281 8 79 


ribosomal RNA, partial sequence 


gi 


16S 
mal 
ia; 


273271 273200 8 
RNA, partial sequence 
Rhizobiales; Rhizobiaceae; Rhizobi 
16S 289929 289858 8 79 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
16S 308296 308225 8 79 gi 
S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
16S 353854 353783 8 79 gi 
bosomal RNA, partial sequence 


79 gi 


Hypho: 
355313 355242 8 79 gi 
ribosomal RNA, partial sequence 
Hypho: 
364268 364197 8 79 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
373202 373131 8 79 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


387004 386933 8 79 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
391582 391511 8 79 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
416380 416309 8 79 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
463962 463891 8 79 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
465472 465401 8 79 gi 
ribosomal RNA, partial sequence 


Cc 


1 


i 


468476 468405 8 79 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
499279 499208 8 79 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500831 500760 8 79 gi 


gi 


e 
r 


etaproteobacteria; Burkholderiales; Co: 
563449 563378 8 79 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacteri 
576963 576892 8 79 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
588986 588915 8 79 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
639062 638991 8 79 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
649886 649815 8 79 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
681522 681451 8 79 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
682927 682856 8 79 gi 
16S ribosomal RNA, partial sequence 


a 


e 


265678894 
251300 25272 
hodobacter 
265678878 
272240 273697 Rhizo 
um/Agrobac 
265678867 


caligenace 
265678855 
complete sequence 307188 30872 
mamonadace 
265678821 
352821 35423 
microbiace 
265678820 
354284 35569 
microbiace 
265678812 
ence 36326 
terales; 
265678806 
quence 
teria; 


265678797 


nadales; 
265678794 


riales; 
265678777 
415329 41680 


265678742 
sequence 


265678741 
464412 46582 
Rhodospiri 
265678739 
467397 46889 
rkholderia 
265678719 


265678718 
6S ribosomal RNA, partial sequence 499730 50125 
mamonadace 
265678677 


265678668 


ria; 
265678660 
587905 58931 
rkholderia 
265678625 
ence 63798 
nadales; 
265678618 


les; Beije 
265678595 
680477 68183 
eriaceae; 

265678594 


28882 


Cc 


Sph 


38592 
s 


39048 
Bu 


e 


es; Methy 


a; Rhizob 


nce 49817 
iales; Co 


sequence 


a; Acidit 


1 sequenc 
Burkh 


xX 


64884 


ref |NR_029202.1 
aceae; Amaricocc 
ref |NR_029184.1 
bium etli Bacte 
terium group; R 
ref|NR_029173.1 
4 290348 Borde 
ae; Bordetella. 
ref|NR_029161.1 


Comamonas. 
NR_029126.1 


ae; 
ref 


ae; 
ref 


Rhodoplanes. 
NR_029125.1 


ae; Rhodoplanes. 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029111.1 

372149 373610 
ingomonadales; S 


ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref |NR_029082.1 


lobacteriaceae; 
ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref |NR_029046.1 


llaceae; Inquili 
ref|NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref |NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy 
ref |NR_029023.1 


ae; Hydrogenopha 
ref|NR_028982.1 
562358 563851 
hiobacillales; 


ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028900.1 
Neisseria. 
ref 


NR_028899.1 


Ba 
h 


ia 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Bordetella holmesii 
ella holmesii Bacteria; 


Comamonas testosteroni 


3  Comamonas testosteroni Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Burkholderia terricola 


terricola Bacteria; 


ia. 

Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Burkholderia tropica 


tropica Bacteria; 


ia. 

Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Methylocapsa 

ocapsa acidiphila 
hylocapsa. 

Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 


681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


172956 Bacteria_16S 
aurantiaca strain 
Bacteria; 
172956 Bacteria_16S 


biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; 


Asticcacaulis. 
172956 Bacteria_16S 
lusitanum strain 
Bacteria; 
172956 Bacteria_16S 


respiraculi strain AU3313 16S ribosomal RNA, partial sequence 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; 


172956 Bacteria_16S 


698147 698076 8 


720667 720596 8 


739053 738982 8 


P6-12 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


757900 757829 8 


759401 759330 8 


79 


79 


79 


79 


79 


strain Al 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172956 Bacteria_16S 


760955 760884 8 


Betaproteobacteria; Neisseriales; 


79 


strain V33 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172956 Bacteria_16S 


768489 768418 8 


Betaproteobacteria; Neisseriales; 


79 


strain J1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


172956 Bacteria_16S 


794623 794552 8 


79 


gi 


CB-R 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 


gi 


gi 


complete sequence 73794 


gi 


gi 


758305 75981 


Neiss 
gi 


759866 76120 


Neiss 
gi 


767437 76891 
Hyphomicrobiace 


gi 


strain CCBAU 7190B 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


172956 Bacteria_16S 


823725 823654 8 


79 


gi 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial 


taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; 


172956 Bacteria_16S 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


172956 Bacteria_16S 


34614 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


172956 Bacteria_16S 
strain AMX51 16S 


172956 Bacteria_16S 


825265 825194 8 


826767 826696 8 


843524 843453 8 


873898 873827 8 


79 


79 


79 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


79 


strain N-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172956 Bacteria_16S 


884284 884211 5 


gi 


824212 825662 Bosea 


gi 


825713 827158 Bosea 


gi 


842468 84394 


gi 


872811 87416 
Betaproteobacteria; Burkholderiales; Burkholderia 


hydrothermale strain MT-96 16S ribosomal RNA, partial s 


hydrothermale Bacteria; 


Desulfacinum. 
172956 Bacteria_16S 
strain LMG 18819 
Proteobacteria; 

172956 Bacteria_16S 
strain LMG 18106 
Proteobacteria; 

172956 Bacteria_16S 
strain LMG 16407 
Proteobacteria; 

172956 Bacteria_16S 
strain IMI 359870 
Proteobacteria; 
172956 Bacteria_16S 


strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydro 
Betaproteobacteria; Burkholderiales; Co 


Proteobacteria; 
172956 Bacteria_16S 


Proteobacteria; 


893332 893261 8 


894867 894796 8 


896402 896331 8 


942822 942751 8 


944385 944314 8 


945948 945877 8 


78 gi 
Deltaproteobact 
79 gi 


79 


79 


79 


79 


16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Bu 


gi 


16S ribosomal RNA, partial sequence 893783 89526 
Betaproteobacteria; Burkholderiales; Bu 


gi 


16S ribosomal RNA, partial sequence 895318 89680 
Betaproteobacteria; Burkholderiales; Bu 


gi 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 


gi 


pseudoflava strain GA3 16S ribosomal RNA, partial seque 


Bacteria; 
172956 Bacteria_16S 


947508 947437 8 


Proteobacteria; Betaproteobacteria; Burkholde 


taeniospiralis strain 2K1 16S ribosomal RNA, partial se 


taeniospiralis Bacteria; 


Hydrogenophaga. 
172956 Bacteria_16S 


Proteobacteria; 


949074 949003 8 


79 gi 
79 gi 
Betaproteobact 
79 gi 


strain PHL 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172956 Bacteria_16S 


950635 950564 8 


79 


strain 133 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


947973 94948 
Betaproteobacteria; Burkholderiales; Co 


gi 


265678584 
69711 


265678568 
Caul 


265678555 


265678541 


Burkhol 
265678540 


eriaceae; 
265678539 


eriaceae; 
265678534 


265678516 
79361 


265678497 
sequence 
Burkhol 
265678496 


265678495 


265678484 


265678463 


265678455 
equence 
eria; Synt 


265678449 


rkholderia 
265678448 


rkholderia 
265678447 


rkholderia 
265678417 
94171 
mamonadace 
265678416 


mamonadace 
265678415 
nce 94484 
riales; Co 
265678414 
quence 
eria; Burk 
265678413 


mamonadace 


Caulobacteraceae; 


Oxalobacteraceae; 


Rhizobium/Agrobac 


ref|NR_028889.1 
8 698533 Brevun 


ref |NR_028872.1 


obacterales; Cau 
ref|NR_028859.1 
8 739471 Herbas 


ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028844.1 


Alysiella. 
ref |NR_028843.1 


Neisseria. 
ref |NR_028838.1 


ae; Devosia. 
ref |NR_028819.1 
1 794989 Rhizob 


ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref |NR_028799.1 
vestrisii Bacte 


ref |NR_028798.1 
eneae Bacteria; 
ref|NR_028787.1 


Bosea. 
NR_028766.1 


ae; 
ref 


ceae; Cupriavidu 
ref|NR_028757.1 

883190 884650 
rophobacterales; 
ref|NR_028751.1 


ceae; Pandoraea. 
ref|NR_028750.1 


ceae; Pandoraea. 
ref|NR_028749.1 


ceae; Pandoraea. 
ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy’ 
ref|NR_028716.1 

946409 947922 
holderiales; Com 


ref|NR_028715.1 


ae; Acidovorax. 


265678412 


Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 

Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 
Desulfacinum 
Desulfacinum 

Syntrophobacteraceae; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


ref|NR_028714.1 


Acidovorax delafieldii 


949535 951049 Acidovorax delafieldii Bacteria; 


172956 Bacteria_16S 952194 952123 8 79 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

172956 Bacteria_16S 953745 953674 8 79 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

172956 Bacteria_16S 955305 955234 8 79 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

172956 Bacteria_16S 998387 998316 8 79 gi| 265678379 |ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
172956 Bacteria_16S 1002944 1002873 8 79 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

172956 Bacteria_16S 1025675 1025604 8 79 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 1026037 Rhizobium yanglingense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
172956 Bacteria_16S 1036349 1036278 8 79 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

172956 Bacteria_16S 1037889 1037818 8 79 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

172956 Bacteria_16S 1060724 1060649 4 79 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

172956 Bacteria_16S 1068258 1068187 8 79 gi|265678332|ref|NR_028634.1| Sphingomonas 
yabuuchiae strain Al1-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

172956 Bacteria_16S 1069757 1069686 8 79 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

172956 Bacteria_16S 1071251 1071180 8 79 gi|265678330|ref|NR_028632.1| Tistrella mobilis 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 

172956 Bacteria_16S 1078561 1078490 8 79 gi|265678324|ref|NR_028626.1| Sphingomonas melonis 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 1077529 1078967 Sphingomonas melonis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

172956 Bacteria_16S 1146694 1146623 8 79 gi|253680759|ref|NR_028007.1| Collimonas fungivorans 
strain Ter6 16S ribosomal RNA, partial sequence 1145612 1147064 Collimonas fungivorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

172956 Bacteria_16S 1180004 1179933 8 79 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

172956 Bacteria_16S 1193559 1193488 8 79 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

172956 Bacteria_16S 1198221 1198150 8 79 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
172956 Bacteria_16S 1267532 1267461 8 79 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

172956 Bacteria_16S 1283882 1283811 8 79 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

172956 Bacteria_16S 1340212 1340141 8 79 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

172956 Bacteria_16S 1373647 1373576 8 79 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

172956 Bacteria_16S 1376740 1376669 8 79 gi|228717818|ref|NR_027567.1| Polaromonas 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

172956 Bacteria_16S 1381148 1381077 8 79 gi|228717274|ref|NR_027561.1| Methylocella 


silvestris strain BL2 16S ribosomal RNA, partial sequence 


1380115 1381523 Methylocella silvestris BL2 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


172956 Bacteria_16S 


strain STM815 16S 
Bacteria; 


strain STM678 16S 
Proteobacteria; B 


172956 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


172956 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


172956 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


172956 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


172956 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


172956 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


172956 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


172956 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


172956 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


172956 Bacteria_16S 


strain SO2 16S ri 
Proteobacteria; A 


172956 Bacteria_16S 


strain SA35 16S r 
Proteobacteria; A 


172956 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


172956 Bacteria_16S 


stercoricanis str 
stercoricanis Bac 


172956 Bacteria_16S 


strain T4 16S rib 
Proteobacteria; A 


172956 Bacteria_16S 


strain DSM 5901 1 
Proteobacteria; A 


172956 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


172956 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


172956 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


172956 Bacteria_16S 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


172956 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


Proteob 
172956 Bacteria_16S 


1387233 1387162 8 79 

ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388748 1388677 8 79 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1397626 1397555 8 79 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


gi 


1424836 1424765 8 79 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1437227 1437152 4 79 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1438779 1438708 8 79 gi 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1457029 1456958 8 79 gi 
EY3918 16S ribosomal RNA, partial sequ 


gi 


172956 Bacteria_16S 


LMG 19981 16S rib 


1386182 13876 
riales; 


1387667 13891 
rkholderia 


uence 
bacteria; 
14237411 


ocycla 


e 
hermac 


1437684 1 
ocycla 


ence 1 


osomal RNA, partial sequence 


228716754] ref |NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholde 
ref|NR_027539.1 

1396599 13980 
Rhizobiales; Me 


Bu 
228716720 


228715764 


224581442 
4252 
ceae 
224581430 
14361 
eae; 
224581429 
4391 
ceae 
224581416 
4559 


ref|NR_027224.1 


; Thauera. 
ref|NR_027212.1 
36 1437633 Ocean 
Oceanithermus. 
ref|NR_027211.1 
79 Thauera amino 
; Thauera. 
ref|NR_027197.1 


r 


3 
tC 


i 


Burkholderia phymatum 
phymatum STM815 
Burkholderia. 
Burkholderia tuberum 
tuberum STM678 Bacteria; 
ia. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Oceanithermus 
thermus profundus 


Thauera aminoaromatica 
aromatica Bacteria; 


Achromobacter 


66 1457283 Achromobacter ruhlandii 


acteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

1466016 1465945 8 79 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
ibosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

1469026 1468955 8 79 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 

ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

1472103 1472032 8 79 gi|224581405|ref|NR_027186.1| Achromobacter 

EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

1481241 1481170 8 79 gi|219878371|ref|NR_025510.1| Alicycliphilus 
ain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
1 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

1487267 1487196 8 79 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
bosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
lphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

1493320 1493249 8 79 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
ibosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
lphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

1508269 1508198 8 79 gi|219846303|ref|NR_025893.1| Neisseria elongata 
train ATCC 25295 16S ribosomal RNA, complete sequence 1507158 1508633 Neisseria 
longata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

1623460 1623389 8 79 gi|219878461|ref|NR_025600.1| Sutterella 
ain 5BAC4 16S ribosomal RNA, partial sequence 1622384 1623838 Sutterella 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella. 

1629462 1629391 8 79 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
osomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
lphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

1647742 1647671 8 79 gi|219878444|ref|NR_025583.1| Stella vacuolata 
6S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

1649239 1649168 8 79 gi|219878443|ref|NR_025582.1| Stella humosa strain 
somal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 
ia; Rhodospirillales; Acetobacteraceae; Stella. 

1653816 1653745 8 79 gi|219878439|ref|NR_025578.1| Thermomonas brevis 
S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

1655363 1655292 8 79 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

1687287 1687216 8 79 gi|219878417|ref|NR_025556.1| Tepidiphilus 
in N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
eria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 

1725662 1725591 8 79 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 
6S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

1815187 1815116 8 79 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 


1814099 1815595 Fulvimonas soli Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 


172956 Bacteria_16S 1830422 1830351 8 
limicola strain GolChil 16S ribosomal RNA, complete seq 
limicola Bacteria; Proteobacteria; Betaproteobacteria; 
172956 Bacteria_16S 1836475 1836404 8 79 gi 
denitrificans strain Chol-1S 16S ribosomal RNA, complet 
denitrificans Bacteria; Proteobacteria; Betaproteobacte 
Sterolibacterium. 
172956 Bacteria_16S 1850387 1850316 8 79 gi 
haemolytica strain A50-7-3 16S ribosomal RNA, partial s 
haemolytica Bacteria; Proteobacteria; Gammaproteobacter 
Thermomonas. 
172956 Bacteria_16S 1860827 1860756 8 79 gi 
stellipolaris strain LMG 21861 16S ribosomal RNA, parti 
stellipolaris Bacteria; Proteobacteria; Gammaproteobact 
Alteromonas. 
172956 Bacteria_16S 1868526 1868455 8 79 gi 
asaccharovorans strain TE2 16S ribosomal RNA, partial s 
asaccharovorans Bacteria; Proteobacteria; Alphaproteoba 
Chelatococcus. 
172956 Bacteria_16S 1879140 1879069 8 79 gi 
thiooxidans strain CS-K2 16S ribosomal RNA, partial seq 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteri 
172956 Bacteria_16S 1897810 1897739 8 79 gi 
strain DSM 11334 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
172956 Bacteria_16S 1899353 1899282 8 79 gi 
strain LMG 1945, R8846 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
172956 Bacteria_16S 1923183 1923112 8 79 gi 
mannitolilytica strain LMG6866 16S ribosomal RNA, parti 
mannitolilytica Bacteria; Proteobacteria; Betaproteobac 
Ralstonia. 
172956 Bacteria_16S 1936877 1936806 8 79 gi 
nitrativorans strain 23310 16S ribosomal RNA, partial s 
nitrativorans Bacteria; Proteobacteria; Betaproteobacte 
172956 Bacteria_16S 1939853 1939782 8 79 gi 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacte 
Methylobacterium. 
172956 Bacteria_16S 
strain Se-1111R 1 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
172956 Bacteria_16S 1950688 1950613 2 77 gi 
spinosispora strain LM 141 16S ribosomal RNA, partial seq 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Pseudonocardia. 

172956 Bacteria_16S 1956605 1956534 8 79 
strain EDIV 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
172956 Bacteria_16S 1964333 1964262 8 79 gi 
denitrificans strain NCIMB 9548 16S ribosomal RNA, part 
denitrificans Bacteria; Proteobacteria; Betaproteobacte 
Thiobacillus. 
172956 Bacteria_16S 
subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 
172956 Bacteria_16S 1971651 1971580 8 79 gi 
frisingense strain GSF30 16S ribosomal RNA, partial seq 
frisingense Bacteria; Proteobacteria; Betaproteobacteri 
Herbaspirillum. 
172956 Bacteria_16S 
strain DSM 2665 1 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
172956 Bacteria_16S 2016407 2016336 8 79 gi 
strain ATCC 15260 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
172956 Bacteria_16S 2022310 2022239 8 79 gi 
strain ATCC 15257 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobac 


79 gi 
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al 
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ct 
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ca 
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al 
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eq 
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s 
ri 
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is strain G 16S ribosomal RNA, partial 
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219878316 
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Fi 
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219878294 
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219878289 
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219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
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219878264 


219878246 


219878237 


219878235 


219878230 
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ria; Bur 
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a; Burkh 
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acteri 


nce 
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20 
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20 
rales 
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172956 Bacteria_16S 2023799 2023728 8 79 gi 
strain ATCC 15253 16S ribosomal RNA, partial sequence 


219878180 


odocycla 
219878311 
sequence 
Rhodo 


Xantho: 


Rhi 


ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodoc 


ref|NR_025441.1 
1849299 185079 
monadales; Xant 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


NR_025428.1 
5 
iales; Beije 
NR_025421.1 
1878060 187954 
deriales; Burkho 
ref |NR_025404.1 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 

ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025374.1 

1938810 194024 
biales; Methylob 
ref |NR_025369.1 
ae; Bordetella. 
ref|NR_025367.1 

1949601 195111 
cetales; Pseudon 


ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 


ref|NR_025325.1 


ceae; Hyphomonas 
ref|NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 


h 


Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Methylobacterium 

9 Methylobacterium 
acteriaceae; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Thiobacillus 

6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 
Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 


ref |NR_025319.1 


Caulobacter henricii 


2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 


172956 Bacteria_16S 
nitritireducens s 
nitritireducens B 


Stenotrophomonas. 


172956 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; 


Proteobacteria; 


strain 47Lol 16S 


Proteobacteria; B 


172956 Bacteria_16S 
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Bacteria; Proteob 


172956 Bacteria_16S 
Soel 16S ribosoma 


Gammaproteobacter 


172956 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
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172956 Bacteria_16S 
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Proteobacteria; G 


172956 Bacteria_16S 
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Proteobacteria; B 


172956 Bacteria_16S 


henchirensis stra 
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strain 7d 16S rib 
Proteobacteria; A 
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Bacteria; Proteob 


172956 Bacteria_16S 
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172956 Bacteria_16S 


strain ICPB 3636 


Proteobacteria; B 


172956 Bacteria_16S 


strain DSM 11853 


Proteobacteria; B 


172956 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


172956 Bacteria_16S 


strain 63287 16S 
Proteobacteria; A 


172956 Bacteria_16S 


strain KF46F 16S 
Proteobacteria; B 
strain KCTC 12005 
Proteobacteria; B 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


172956 Bacteria_16S 


strain IPT10 16S 
Proteobacteria; B 
sulfonivorans str 
Bacteria; Proteob 


G 
172956 Bacteria_16S 
strain 58Eu 16S r 
B 
172956 Bacteria_16S 


etaproteobacteria; Burkholderiales; Co: 
172956 Bacteria_16S 


etaproteobacteria; Burkholderiales; Co: 
172956 Bacteria_16S 
rain AMX 19 16S ribosomal RNA, partial 
cteria; 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
172956 Bacteria_16S 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


2043577 2043506 8 79 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2045152 2045081 8 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2068139 2068068 8 79 gi 

ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2069671 2069600 8 79 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2074308 2074237 8 79 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2089595 2089524 8 79 gi 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2094147 2094076 8 79 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


Rhod 
gi 


Oc 


Oc 


en 
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Ne 


se 
te 


2101752 2101681 8 79 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2123039 2122968 8 79 gi 
ribosomal RNA, partial sequence 


gi 


etaproteobacteria; Burkholderiales; Burk 
2276442 2276371 8 79 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2300496 2300425 8 79 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
2305062 2304991 8 79 gi 
ribosomal RNA, partial sequence 


nc 
baa 8 


rh 


ma 
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16S ribosomal RNA, partial sequence 

ma 
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te 
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le 
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219857653 
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ales; 
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2299447 23008 
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ria; 
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2329695 23312 
holderia 
219857494 
ce 23493 


s; Hy 


2353389 2353318 8 79 gi 


219857492 


denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


ref|NR_025305.1 
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ref |NR_025304.1 
53 2045572 Lutei 
aceae; Luteimon 
ref |NR_025284.1 
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; Thauera. 
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ref |NR_025260.1 


acea 
ref 
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ceae; Cupriavidu 
ref |NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025118.1 
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Bu 


Bosea. 
NR_025114.1 


aceae; 


ref 


ae; Xenophilus. 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 


146 


Xan 


ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025082.1 
35 2350745 Hyphom 
microbiaceae; Hy 


pho: 


0 
xX 


1 
a 


xr 


a 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 


monas mephitis Bacteria; 
a 


Ss 
Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Nevskia ramosa strain 
ia; Proteobacteria; 


Thermomonas 
6 Thermomonas 


nthomonadaceae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromon 


as. 
Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
2179013 2178942 8 79 gi|219857614|ref|NR_025203.1| Ramlibacter 
in TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
2221389 2221318 8 79 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
osomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
lphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
2222800 2222729 8 79 gi|219857584|ref|NR_025172.1| Xanthobacter 
n 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
acteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
2230486 2230415 8 79 gi|219857579|ref|NR_025167.1| Laribacter 
ain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
teria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
2265721 2265650 8 79 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 
2274908 2274837 8 79 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Cupriavidus 

vidus campinensis 
Cupriavidus. 

Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Stenotrophomonas 
3 Stenotrophomonas 


nthomonadaceae; 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 

Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 


ref |NR_025080.1 
2352316 235375 


Comamonas 
7 Comamonas 


172956 Bacteria_16S 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 23857 


Proteobacteria; B 


172956 Bacteria_16S 


caledonica strain 
caledonica Bacter 


172956 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


172956 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
172956 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
172956 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


172956 Bacteria_16S 


strain MF63 16S r 


2385330 2385259 8 79 gi 
etaproteobacteria; Burkholderiales; Bu 
2386854 2386783 8 79 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 


2411226 2411155 8 79 gi 


ibosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 2410156 24116 


2499368 25008 


219857470 


rkholderia 
219857469 
sequence 


, 


219857453 


ref 
30 Burkholderia 
ceae 
ref 
2385781 23872 
Burkholderia 
ref 
48 Tepidimonas ignava Bacteria; 


NR_025058.1 
; Burkholder 
NR_025057.1 
5 
les; Burkhol 
NR_025041.1 


Burkholderia fungorum 


fungorum Bacteria; 


ia. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Tepidimonas ignava 


etaproteobacteria; Burkholderiales; Tepidimonas. 
2459789 2459718 8 79 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

2461280 2461209 8 79 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 

ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

2498913 2498842 8 79 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

2500450 2500379 8 79 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

172956 Bacteria_16S 2532349 2532278 8 79 gi|219857356|ref|NR_024944.1| Cupriavidus pauculus 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

172956 Bacteria_16S 2538235 2538164 8 79 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

172956 Bacteria_16S 2539640 2539569 8 79 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 2539930 Hyphomonas hirschiana Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

172956 Bacteria_16S 2543815 2543744 8 79 gi|219857348|ref|NR_024936.1| Hydrogenophaga 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
172956 Bacteria_16S 2545372 2545301 8 79 gi| 219857347 |ref|NR_024935.1| Acidovorax facilis 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

172956 Bacteria_16S 2546928 2546857 8 79 gi|219857346|ref|NR_024934.1| Hylemonella gracilis 
strain ATCC 19624 16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 

172956 Bacteria_16S 2576121 2576050 8 79 gi|219857284|ref|NR_024915.1| Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
172956 Bacteria_16S 2619262 2619191 8 79 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

172956 Bacteria_16S 2625354 2625283 8 79 gi|219857248|ref|NR_024878.1| Rhodanobacter 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Rhodanobacter. 

172956 Bacteria_16S 2629986 26299115 80 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
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S1 16S ribosomal RNA, partial sequenc 
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2675312 2675241 8 79 
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2648722 26501 
etaproteobacteria; Rhodocyclales; Rhodoc 
2650247 2651682 Azosp 


2651733 26532 


2653267 26546 


Thermus. 

219857228 
e 26441 
riales; 
219857227 
nce 

; Rhodocyc 
219857225 


yclaceae; 


219857224 


pira. 
219857223 


ocyclaceae; 


219857222 


ocyclaceae; 


219857206 


ref 
82 2645662 Hydro 
Comamo 
ref 
2645713 26471 
lale 
ref 
96 Azonexus fungiphilus Bacteria; 


AZ 


ref 
ira 


ref 
16 Azoarcus indigens Bacteria; 


Az 


ref 
16 Azoarcus communis Bacteria; 


AZ 


ref 


NR_024856.1 


g 
nadaceae; Hy’ 
NR_024855.1 
9 
s; Rhodocycl 
NR_024853.1 


onexus. 
NR_024852.1 
oryzae Bacte 


NR_024851.1 


oarcus. 
NR_024850.1 


oarcus. 


81 Thermus scotoductus Bacteria; 


Hydrogenophaga 

enophaga intermedia 

drogenophaga. 
Propionivibrio 

7 Propionivibrio 

aceae; Propionivibrio. 
Azonexus fungiphilus 


Azospira oryzae strain 
ria; Proteobacteria; 


Azoarcus indigens 


Azoarcus communis 


NR_024834.1 


Thiobacter 


subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 


172956 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


172956 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


172956 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


172956 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


172956 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


172956 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


172956 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


172956 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


172956 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


172956 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


172956 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


172956 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


172956 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


172956 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


172956 Bacteria_16S 


strain NCIMB 1112 
Proteobacteria; A 


172956 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


172956 Bacteria_16S 


strain HN3-7 16S 
Deinococcus-Therm 


172956 Bacteria_16S 


strain RF-4 16S r 
Deinococcus-Therm 


172956 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


172956 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


172956 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2836088 2836017 8 79 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2848291 2848220 8 79 gi 


etaproteobacteria; Burkholderiales; Co: 
2851413 2851342 8 79 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2852982 2852911 8 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2862267 2862196 8 79 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2865320 2865249 8 79 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


2868439 2868368 8 79 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


2885607 2885536 8 79 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3005561 3005490 8 79 gi 
6 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
3014592 3014521 8 79 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3020553 3020478 5 80 gi 
ribosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3022075 30220005 80 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3026553 3026482 8 79 gi 

16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 
3054081 3054010 8 79 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3055627 3055556 8 79 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


gi 


172956 Bacteria_16S 


strain AX39 16S r 


3060177 3060106 8 79 
ibosomal RNA, partial sequence 


gi 


2779259 27806 


otrichacea 
219856900 
ence 28349 
riales; Bu 
219856892 


16S ribosomal RNA, partial sequence 2847193 28487 


mamonadace 
219856890 
1 sequence 
ia; Pseudo: 


, 


219856889 
28518 
adales; X 
19856883 
sequence 
Burkhol 
19856881 
sequence 
a; Sphingo: 


n 
2 

ai 

a; 
2 


219856879 
sequence 
Burkholde 


219856866 


2884576 28858 


Sphingomon 
219846920 

30045 

locystacea 
219846914 


3013492 30150 


mamonadace 
219846910 


3019481 30209 


Thermus. 
219846909 


3021006 30224 


Thermus. 

219846906 
30255 
terales; C 
219846886 


3052993 30544 


eriaceae; 

219846885 
1 sequence 
eria; Rhod 


219846882 


2703785 2703710 4 79 gi|219857186|ref|NR_024814.1| Oceanithermus 
n St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
ria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

2718728 2718657 8 79 gi|219857176|ref|NR_024804.1| Herbaspirillum 
strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

2730962 2730891 5 76 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

2744333 2744262 8 79 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
osomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

2750035 2749964 8 79 gi|219857154|ref|NR_024782.1| Diaphorobacter 
ain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

2780306 2780231 4 79 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 
e; Thiothrix. 
ref |NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; Burkholderia. 
ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
ae; Delftia. 
ref|NR_024709.1 
2850317 285183 
monadales; Pseud 


Burkholderia 
lderia kururiensis 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref |NR_024700.1 

2864276 286573 
monadales; Sphin 


Pseudomonas geniculata 
monas geniculata 


Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


ref |NR_024698.1 
2867356 286884 
riales; Oxalobac 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


ref|NR_024685.1 
81 Sphingomonas oligophenolica Bacteria; 
adaceae; Sphingomonas. 

ref|NR_026512.1| Methylosinus sporium 
29 3005936 Methylosinus sporium Bacteria; 
e; Methylosinus. 
ref|NR_026506.1| Acidovorax defluvii 
17 Acidovorax defluvii Bacteria; 

ae; Acidovorax. 
ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 


Sphingomonas 


ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


ref|NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 


Phenylobacterium 
obacterium immobile 
; Phenylobacterium. 

ref|NR_026478.1| Formivibrio citricus 
82 Formivibrio citricus Bacteria; 
Formivibrio. 
ref |NR_026477.1 

3054533 305602 
ocyclales; Rhodo 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


ref|NR_026474.1| Thauera selenatis 


3059104 3060594 Thauera selenatis Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


172956 Bacteria_16S 


172956 Bacteria_16S 


3061718 3061647 8 
mechernichensis strain TL1 16S ribosomal RNA, partial s 
mechernichensis Bacteria; 


Proteobacteria; 
3072055 3071984 8 


79 gi|219846881|ref|NR_026473.1 
equence 3060645 306213 

Betaproteobacteria; Rhodocyclales; 
79 gi|219846874|ref|NR_026466.1 


Rhodocyclaceae; 


Thauera 
5 Thauera 
Thauera. 
Methylocella palustris 


strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
3075016 3074945 8 
cda-1 16S ribosomal RNA, partial sequence 30739 
Proteobacteria; Betaproteobacteria; Rhodocyclal 
3078074 3078003 8 
MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; 
3114141 3114070 8 
16S ribosomal RNA, 
Betaproteobacteria; 
3129220 3129149 8 
hollandicum strain IFAM 
Pr 


172956 Bacteria_16S 
limneticum strain 
Bacteria; 
172956 Bacteria_16S 
caribensis strain 


172956 Bacteria_16S 
strain DSM 12081 
Proteobacteria; 

172956 Bacteria_16S 


hollandicum Bacteria; 
Hyphomicrobium. 
172956 Bacteria_16S 


radiodurans strain DSM 2 
De 


radiodurans Bacteria; 
172956 Bacteria_16S 


proteolyticus strain DSM 
proteolyticus Bacteria; 


172956 Bacteria_16S 
strain DSM 3963 1 


Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
172956 Bacteria_16S 3197670 3197599 8 79 gi|219846790|ref|NR_026382.1 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 319807 


sibiricus Bacteria; 
Sandaracinobacter. 
172956 Bacteria_16S 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partia 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobact 


Magnetospirillum. 
172956 Bacteria_16S 


172956 Bacteria_16S 
strain IFO 15498 


172956 Bacteria_16S 


lividum strain DSM 1522 16S ribosomal RNA, partial sequen 
Proteobacteria; Betaproteobacteria; Burkholderi 
3223251 3223180 8 


Bacteria; 
172956 Bacteria_16S 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 
agaricidamnosum Bacteria; 


Janthinobacterium. 
172956 Bacteria_16S 
strain TagT2C 16S 


172956 Bacteria_16S 
strain LMG 2142 1 


172956 Bacteria_16S 


172956 Bacteria_16S 


Bacteria; 
172956 Bacteria_16S 


172956 Bacteria_16S 
strain LMG 2207 1 
Proteobacteria; 
172956 Bacteria_16S 
strain DSM 6984 1 
Proteobacteria; 
172956 Bacteria_16S 


3168572 3168501 8 
0539 16S ribosomal RNA, partial 
inococcus-Thermus; 
3170088 3170017 8 
20540 16S ribosomal RNA, partial 
Deinococcus-Thermus; 
3171605 3171534 8 

6S ribo 


Proteobacteria; 


3199152 3199081 8 


3209602 3209531 8 
strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
3211094 3211023 8 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
3221732 3221661 8 


3239990 3239919 8 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthob 
3262450 3262379 8 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
3263973 3263902 8 
australicum strain IFAM ST1306 16S ribosomal RNA, partial 
australicum Bacteria; Proteobacteria; Alphaproteobacteria 
3308179 3308108 8 
autotrophicus strain 7c 16S ribosomal RNA, partial sequen 
Proteobacteria; Alphaproteobacteria; Rhizobiale 
3309641 3309570 8 
strain 301 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthob 
3350612 3350541 8 
6S ribosomal RNA, partial sequence 3349528 33510 
Betaproteobacteria; Burkholderiales; Burk 
3523016 3522945 8 
6S ribosomal RNA, partial sequence 3521933 35234 
Betaproteobacteria; Rhodocyclales; Rhodoc 
3556822 3556751 8 
strain 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Proteobacteria; 


79 gi 


79 gi 
complete sequence 

Rhodocyclales; Rhodoc 
79 gi 


79 gi 
s 
Deinococci; 


79 gi 


Deinococci; 
79 gi 


Alphaproteobacteria; Sphingomonadales; Sphing 
79 gi| 219846789 |ref|NR_026381.1 
1 sequence 3198121 319956 
eria; Rhodospirillales; 
79 gi| 219846782 |ref|NR_026374.1 


Sphingomonadales; 
79 gi 


Sp 


Sphingomonadales; Sphingomonadaceae; Sphingo 
79 gi| 219846773 |ref|NR_026365.1 
ce 3220651 3222119 Janthi 

ales; Oxalobacteraceae; 

79 gi|219846772|ref|NR_026364.1 
sequence 3222170 322363 
Betaproteobacteria; Burkholderiales; Ox 

79 gi|219846761|ref|NR_026353.1 

3238968 3240379 Xanthobacter 


79 gi 


Sphingomonadales; 
79 gi 


Sp 


79 gi 


79 gi 
79 gi 


79 gi 


rinckiaceae; 
219846872 


219846846 


219846836 
KB-677 16S ribosomal RNA, partial 
oteobacteria; Alphaproteobacteria; 


219846809 
Deinococcales; 


219846808 


219846807 
somal RNA, partial sequence 3170548 31720 


219846781 


219846746 


219846745 


219846716 


219846715 


3308619 33100 


219846684 


219846561 


Methylocella. 
ref|NR_026464.1 


Burkholderiales; Burkhol 
ref |NR_026438.1 
3113039 3114569 Azoarc 
yclaceae; Azoarcus. 
ref |NR_026428.1 
sequence 3128192 312961 


ref|NR_026401.1 
167516 316898 
Deinococcac 
ref|NR_026400.1 
sequence 3169032 317049 
Deinococcales; Deinococc 


ref |NR_026399.1 


Ww 


equence 


11 Sphingomonas 
hingomonadaceae; Sphingo 
ref |NR_026373.1 
03 Sphingomonas 


acteraceae; Xanthobacter 
ref|NR_026338.1 
78 Sphingomonas 
hingomonadaceae; Sphingo 
ref |NR_026337.1 
sequence 3262929 326438 
; Rhizobiales; Hyphomicr 
ref |NR_026308.1 
57 3308568 Xantho 
Xanthobacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
acteraceae; Xanthobacter 
ref |NR_026276.1 


ce 33071 
S; 


holderiaceae; Paucimonas 
ref |NR_026153.1 


yclaceae; Thauera. 


79 gi 


219846538 
3555718 3557247 Zoogloea ramigera Bacteria; 


Ferribacterium 


12 3075441 Ferribacterium limneticum 


es; Rhodocyclaceae; Ferribacterium. 
79 gi|219846870|ref|NR_026462.1| Burkholderia 
3076975 3078406 Burkholderia 


deriaceae; Burkholderia. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Hyphomicrobium 
6 Hyphomicrobium 


Rhizobiales; Hyphomicrobiaceae; 


Deinococcus 
1 Deinococcus 
eae; Deinococcus. 
Deinococcus 
7 Deinococcus 
aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 

Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Xanthobacter 

bacter autotrophicus 
nthobacter. 

Xanthobacter flavus 


flavus Bacteria; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


ref|NR_026130.1 


Zoogloea. 


Zoogloea ramigera 


172956 Bacteria_16S 


strain NCTC 83785 


Bacteria; Proteobacteria; Betaproteobacteria; Neisseria 
172956 Bacteria_16S 


strain USDA 1844 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
172956 Bacteria_16S 3655449 3655378 8 79 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

172956 Bacteria_16S 3693499 3693428 8 79 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 

172956 Bacteria_16S 3771057 3770986 8 79 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 
strain R001 16S ribosomal RNA, partial sequence 3769978 3771422 Ralstonia syzygii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

172956 Bacteria_16S 3789133 3789062 8 79 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

172956 Bacteria_16S 3795175 3795104 8 79 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

172956 Bacteria_16S 3804254 3804183 8 79 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
strain 18323 16S ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

172956 Bacteria_16S 3805768 3805697 8 79 gi|219846359|ref|NR_025950.1| Bordetella 
parapertussis strain 522 16S ribosomal RNA, partial sequence 3804660 3806123 Bordetella 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
172956 Bacteria_16S 3807282 3807211 8 79 gi|219846358|ref|NR_025949.1| Bordetella 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
172956 Bacteria_16S 3875680 3875609 8 79 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

172956 Bacteria_16S 3878752 3878677 5 80 gi|219846310|ref|NR_025900.1| Thermus aquaticus 


strain YT-1 16S r 


Deinococcus-Thermus; 
172956 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


172956 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


172956 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


172956 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


172956 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


172956 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


172956 Bacteria_16S 


denitrificans str 
denitrificans Bac 


172956 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


172956 Bacteria_16S 


strain IAM 13153 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
172956 Bacteria_16S 


strain gal 1261 1 


3627895 3627824 8 
16S ribosomal RNA, 


79 gi 
complete sequence 
le 
3646273 3646202 8 


79 gi 


ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3888138 3888067 8 79 gi 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteri 
3891212 3891141 8 79 gi 


T. 


pa 
a; 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3969394 3969323 8 79 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3972266 3972195 8 79 gi 
ain AS-P1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
3973767 3973696 8 79 gi 


ma. 


oe 


eq 
ri 


etaproteobacteria; Burkholderiales; Oxal 
3976637 3976566 8 79 gi 
16S ribosomal RNA, complete sequence 

Li 
3980788 3980717 8 


79 gi 


bi 


strain ATCC 15466 


4038056 4037985 8 79 gi 
16S ribosomal RNA, partial sequence 


219846487 


219846474 
16S ribosomal RNA, partial sequence 3645244 36466 


3877677 38791 


219846304 


219846301 


3890099 3891585 Kinge 

a; Neisseriales; Neisseriaceae; Kingella. 

3912583 39125127 78 gi|219846286 
ain S58 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; Rhiz 

3939656 3939585 8 79 gi| 219846266 
TK 0001 16S ribosomal RNA, complete sequence 
ia; Proteobacteria; Alphaproteobacteria; Rhizobi 

3963411 3963340 8 79 gi| 219846250 


3962329 39637 


219846246 


219846244 


219846243 
16S ribosomal RNA, partial sequence 3972687 39741 


219846241 


219846238 
6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


172956 Bacteria_16S 219846198 


36267 


s; Neiss 


hermus. 


rtial se 
Neisser 


monadace 


39683 
llales; 


uence 

a; Burkh 

obactera 
39756 


aceae; M 


aceae; R 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026066.1 


ref 
quen 
iale 
ref 
lla 


NR_025894.1 
ce 388702 
s; Neisseria 
NR_025891.1 
oralis Bacte 


ref|NR_025876.1 
3911550 391285 
obiales; Bradyrh 
ref|NR_025856.1 
3938625 394003 
ales; Methylobac 


v 


ref |NR_025840.1 
ae; Rhodoferax. 
ref |NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref |NR_025834.1 

3971185 397263 
olderiales; Coma 
ref |NR_025833.1 
ceae; Duganella 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref |NR_025828.1 


hizo 
ref 


bium/Agrobac 
NR_025788.1 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 

Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


46 Thermus aquaticus Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Kingella oralis strain 
ria; Proteobacteria; 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Methylobacterium 
1 Methylobacterium 
teriaceae; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Phaeospirillum fulvum 

pirillum fulvum 

e; Phaeospirillum. 
Brachymonas 

6 Brachymonas 

monadaceae; Brachymonas. 

Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Mycoplana bullata 
ana bullata Bacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Thiomonas intermedia 


4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 


172956 Bacteria_16S 4045570 4045499 8 79 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

172956 Bacteria_16S 4060553 4060482 8 79 gi|219846180|ref|NR_025770.1] Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
172956 Bacteria_16S 4081881 4081810 8 79 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

172956 Bacteria_16S 4084937 4084866 8 79 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
172956 Bacteria_16S 4101317 4101246 8 79 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

172956 Bacteria_16S 4128687 4128616 8 79 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

172956 Bacteria_16S 4176420 4176349 8 79 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

172956 Bacteria_16S 4177905 4177834 8 79 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
172956 Bacteria_16S 4194747 4194676 8 79 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

172956 Bacteria_16S 4240049 4239978 8 79 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
172956 Bacteria_16S 4241508 4241437 8 79 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
172956 Bacteria_16S 1070 996 8 82 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

172956 Bacteria_16S 2609 2535 8 82 gi| 265679062 |ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

172956 Bacteria_16S 5633 5563 8 78 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

172956 Bacteria_16S 7094 7024 8 78 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

172956 Bacteria_16S 8552 8482 8 78 gi| 265679058 |ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

172956 Bacteria_16S 60170 60100 8 78 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

172956 Bacteria_16S 61718 61648 8 78 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

172956 Bacteria_16S 91620 91546 4 78 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

172956 Bacteria_16S 97921 97851 8 78 gi| 265678998 |ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

172956 Bacteria_16S 99431 99361 8 78 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
172956 Bacteria_16S 113154 113084 8 78 gi|265678987|ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

172956 Bacteria_16S 142172 142102 8 78 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 


succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 


Desulfuromusa. 


172956 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


172956 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


172956 Bacteria_16S 


strain Benl02 16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


172956 Bacteria_16S 


strain 166 16S ri 


143656 143586 8 78 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
196992 196922 8 78 gi 
bosomal RNA, partial sequence 


gi 


200095 200025 8 78 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


250869 250799 9 79 
ribosomal RNA, partial sequence 


gi 


253827 253757 8 78 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


261179 261109 8 78 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


172956 Bacteria_16S 


strain MCRL 0044 


265754 265680 8 82 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


172956 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


172956 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


172956 Bacteria_16S 


berkhoffii 
berkhoffii 


subsp. 
subsp. 


172956 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


172956 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


172956 Bacteria_16S 


strain E-1-A 16S 
Proteobacteria; A 


172956 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


172956 Bacteria_16S 


strain HTCC2506 1 
Proteobacteria; A 


172956 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


172956 Bacteria_16S 


strain S-606 16S 


Proteobacteria; G 


172956 Bacteria_16S 


strain Iso-46 16S 
Proteobacteria; G 


172956 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


172956 Bacteria_16S 


nivimaris strain 
Bacteria; Proteob 


172956 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


280861 280791 8 78 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


285479 285409 8 78 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
318803 318733 8 78 gi 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
342040 341970 8 78 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
352394 352324 8 78 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
356793 356723 8 78 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

371704 371634 8 78 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
439523 439453 8 78 gi 
lphaproteobacteria; Rhizobiales; Auran 
528270 528200 8 78 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
575488 575418 8 78 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
587463 587393 8 78 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
593459 593389 8 78 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
613233 613163 8 78 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
629925 629855 8 78 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 


172956 Bacteria_16S 


N7 16S ribosomal 


660226 660156 8 78 gi 
RNA, partial sequence 


142594 14403 


195893 19735 
ammaproteobacteria; Methylococcales; Methylococc 
172956 Bacteria_16S 


249819 25124 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172956 Bacteria_16S 


260171 26154 


16S ribosomal RNA, partial sequence 264725 26613 


351363 35277 


355741 35715 


6S ribosomal RNA, partial sequence 438478 43991 


574450 57581 


586359 58785 


Sphingomonadales; 


628893 63029 


265678967 
; Desulfur 
265678932 


265678930 
equence 
ria; Desul 


265678895 


hodobacter 
265678893 
quence 

ia; Rhodob 


265678887 


biaceae; R 
265678883 


donocardin 
265678873 
quence 
teria; Des 
265678870 
ence 28438 
acterales; 
265678848 
ial sequen 
bacteria; 

265678830 
ce 34093 
hales; Pis 
265678823 


biaceae; R 
265678818 


Sphingomon 
265678807 
quence 
eria; Rhod 
265678762 


timonadace 
265678700 

52719 
nadales; M 
265678669 


oraxellace 
265678661 


oraxellace 
265678657 
ce 59240 


265678643 
ence 61213 
nadales; M 
265678631 


Rhodospiri 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref|NR_029240.1 


aceae; Methylomi 
ref |NR_029238.1 

198985 200521 
furomonadales; P 
ref |NR_029203.1 
aceae; Amaricocc 
ref |NR_029201.1 

252777 254201 
acterales; Rhodo 
ref|NR_029195.1 
hizo 
ref 


bium/Agrobac 
NR_029189.1 


eae; Pseudonocar 
ref|NR_029179.1 

279814 281221 
ulfuromonadales; 


ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029153.1 
ce 317746 319177 
Rhizobiales; Bar 
ref |NR_029135.1 
6 342344 Hydrog 
cirickettsiacea 
ref|NR_029128.1 


hodobium. 
ref|NR_029123.1 
7 Sphingopyxis 
adaceae; Sphingo 
ref|NR_029112.1 

370665 372098 
obacterales; Rho 


ref |NR_029067.1 
ae; Fulvimarina 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref |NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref |NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref |NR_028936.1 


llaceae; Roseosp 


265678609 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


e: 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Pelobacter 
Pelobacter 

elobacteraceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 

bacteraceae; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Geobacter 
Geobacter 
Geobacteraceae; 


Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Rhodobium orientis 


v 


0 Rhodobium orientis Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 

Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Psychrobacter pulmonis 
pulmonis Bacteria; 
rs 
Psychrobacter faecalis 
faecalis Bacteria; 
Pe 
Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Psychrobacter 
obacter nivimaris 
ychrobacter. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 


ref|NR_028914.1 


659171 660617 Moraxella canis Bacteria; 


Moraxella canis strain 
Proteobacteria; 


172956 Bacteria_16S 
strain SCII24 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 
172956 Bacteria_16S 
grignonense strai 
grignonense Bacte 
172956 Bacteria_16S 


indolicum strain 
Bacteria; 


Bacteria; 


Proteob 
172956 Bacteria_16S 
cetonica strain 4 
Proteob 
172956 Bacteria_16S 
catecholicum stra 
catecholicum Bacteria; 
172956 Bacteria_16S 

PB90-1 16S ribosomal RNA, partial sequence 


678557 678487 8 78 
ribosomal RNA, partial sequence 


680002 679932 8 78 


685894 685824 8 78 


687460 687390 8 78 


689014 688944 8 78 
Proteobacteria; 


696694 696616 4 82 


Opitutae; Opitutales; Opitutaceae; Opitutus. 


172956 Bacteria_16S 
paurometabolica s 


740609 740535 8 82 


gi 


677507 67890 


gi 


n OgA9a 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


gi 


In04 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


gi 


80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


qi 


in NZva20 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 


695588 697067 Opitu 


gi 


train YIM 90007 16S ribosomal RNA, partial seque 


265678597 


265678592 
68477 


265678591 
68634 


265678590 


Desul 
265678585 


265678554 


Rhizobiales; 


ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 


Ochrobactrum. 
265678596 |ref|NR_028901.1| Ochrobactrum 
678955 680426 Ochrobactrum 


Brucellaceae; Ochrobactrum. 
ref|NR_028897.1| Desulfobacterium 
4 686292 Desulfobacterium indolicum 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_028896.1| Desulfosarcina 
3 687857 Desulfosarcina cetonica 
Desulfobacteraceae; Desulfosarcina. 
ref|NR_028895.1| Desulfobacterium 
687908 689408 Desulfobacterium 
fobacterales; Desulfobulbaceae. 
ref|NR_028890.1| Opitutus terrae strain 
tus terrae Bacteria; Verrucomicrobia; 


ref 
nce 


NR_028858.1 
739522 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 
172956 Bacteria_16S 
jannaschii strain 
Proteob 
172956 Bacteria_16S 
subsp. pomaceae s 
subsp. pomaceae B 


Bacteria; 


Zymomonas. 


172956 Bacteria_16S 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae; 
172956 Bacteria_16S 
conservatrix stra 
conservatrix Bacteria; 


Desulforegula. 


172956 Bacteria_16S 


strain CFBP 4188 
Proteobacteria; 


strain NRRL B-161 


Bacteria; Actinob 


Lentzea. 


172956 Bacteria_16S 


sibiricum strain 
Bacteria; 


Thioalkalivibrio. 


172956 Bacteria_16S 
singaporensis str 


singaporensis Bac 
Desulforhopalus. 


172956 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
172956 Bacteria_16S 


strain LSv21 16S 
Proteobacteria; D 
oceanense strain 
Bacteria; Proteob 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


172956 Bacteria_16S 


G 
172956 Bacteria_16S 


Proteob 
172956 Bacteria_16S 
denitrificans str 
denitrificans Bacteria; 


Pseudonocardiaceae; 


813140 813070 8 78 


834500 834430 8 78 


836002 835932 8 78 


Zymomonas. 
853947 853877 8 78 
Proteobacteria; 


867835 867765 8 78 


881206 881132 8 82 


901115 901045 8 78 


902649 902579 8 78 

Proteobacteria; 
907258 907188 8 78 
teria; Proteobacteria; 


908749 908679 8 78 
S ribosomal RNA, partial sequence 


922804 922734 8 78 
ribosomal RNA, partial sequence 


924375 924305 8 78 


956798 956728 8 78 


978203 978129 4 78 


Saccharomonospora. 


gi 


ALM2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatiales; 


gi 


train Barker I 16S ribosomal RNA, partial sequen 
acteria; Proteobacteria; Alphaproteobacteria; 


gi 


rain ATCC 10988 16S ribosomal RNA, partial seque 
bilis Bacteria; Proteobacteria; Alphaproteobacte 


gi 


in Mb1Pa 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; Xanthomonad 


gi 


37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


AL7 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotrichales; 


gi 


ain ALJD 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


ain S'pore Tl 16S ribosomal RNA, partial sequenc 
Deltaproteobacteria; 


gi 


907717 90916 
Sphingomonadales; 


gi 


921679 92319 
eltaproteobacteria; Desulfobacterales; 
172956 Bacteria_16S 


gi 


ASv26 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 
172956 Bacteria_16S 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


265678504 

81203 
Ecto 

265678490 


Sp 


265678489 


265678477 
Desul 
265678467 
265678458 
88012 
Pseu 
265678444 
90001 
Pis 
265678443 
Chro: 
265678440 
Desu 


265678439 


Erythrobac 
265678430 


Desulfoba 
265678429 
92324 


265678408 
sequence 


R 


265678392 


ref|NR_028807.1| Thioalkalivibrio 
5 813508 Thioalkalivibrio jannaschii 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_028793.1| Zymomonas mobilis 
ce 833445 834896 Zymomonas mobilis 


hingomonadales; Sphingomonadaceae; 
ref|NR_028792.1| Zymomonas mobilis 
nce 834947 836398 Zymomonas 
ria; Sphingomonadales; 
ref|NR_028780.1| Desulforegula 
852834 854357 Desulforegula 


fobacterales; Desulfobacteraceae; 
ref|NR_028770.1| Xanthomonas cynarae 

6 Xanthomonas cynarae Bacteria; 

aceae; Xanthomonas. 

ref|NR_028760.1| Lentzea californiensis 
9 881579 Lentzea californiensis 
donocardineae; Actinosynnemataceae; 


ref|NR_028746.1| Thioalkalimicrobium 
3 901506 Thioalkalimicrobium sibiricum 


cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 


matiales; Ectothiorhodospiraceae; 
ref|NR_028742.1| Desulforhopalus 
e 906169 907666 Desulforhopalus 


lfobacterales; Desulfobulbaceae; 


ref|NR_028741.1| Erythrobacter citreus 
0 Erythrobacter citreus Bacteria; 
teraceae; Erythrobacter. 
ref|NR_028732.1| Desulfofrigus fragile 
8 Desulfofrigus fragile Bacteria; 
cteraceae; Desulfofrigus. 
ref|NR_028731.1| Desulfofrigus 
9 924771 Desulfofrigus oceanense 
Desulfobacteraceae; Desulfofrigus. 
ref|NR_028710.1| Pseudaminobacter 
955748 957207 Pseudaminobacter 
hizobiales; Phyllobacteriaceae; 


geysericola strain GC-42 16S ribosomal RNA, partial sequence 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 


ref|NR_028694.1| Herpetosiphon 
977181 978580 Herpetosiphon 


172956 Bacteria_16S 999899 999829 8 78 gi|265678378|ref|NR_028680.1| Thiomicrospira 
chilensis strain Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
172956 Bacteria_16S 1001419 1001349 8 78 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

172956 Bacteria_16S 1013470 1013400 8 78 gi|265678369|ref|NR_028671.1| Moraxella caviae 
strain GP1ll1 16S ribosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

172956 Bacteria_16S 1014966 1014896 8 78 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

172956 Bacteria_16S 1016462 1016392 8 78 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

172956 Bacteria_16S 1017959 1017889 8 78 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

172956 Bacteria_16S 1027207 1027137 8 78 gi|265678360|ref|NR_028662.1| Desulfobacca 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 
172956 Bacteria_16S 
thermophila strai 
Bacteria; Proteob 
172956 Bacteria_16S 
tardaugens strain 
Bacteria; Proteobacteria; Alphaproteoba 
172956 Bacteria_16S 1084538 1084468 8 
strain Y 16S ribo 
Alphaproteobacteria; 
172956 Bacteria_16S 
witflariensis str 
witflariensis Bac 
Sphingopyxis. 
172956 Bacteria_16S 1143652 1143582 8 
phragmitetus strain C6-1 
phragmitetus Bacteria; P 
Pannonibacter. 
172956 Bacteria_16S 
DSM 9946 16S ribo 
Deinococcus-Thermus; 
172956 Bacteria_16S 
DSM 18053 16S rib 
Bacteria; Bacteroidetes; Sphingobacteri 
172956 Bacteria_16S 1208788 12087145 
DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 
172956 Bacteria_16S 
schoenbuchensis s 
schoenbuchensis B 
172956 Bacteria_16S 
temperatum strain 
temperatum Bacter 
172956 Bacteria_16S 
subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 
172956 Bacteria_16S 


ria; Proteobacteria; 


1030207 1030137 8 


1074167 1074097 8 


Sphingomonadales; 
1142131 1142061 8 

ain W-5 

teria; 


1163293 1163223 8 


Deinococci; Therma 
1199662 1199592 6 


acteria; Coriobacterid 


1232883 1232813 8 


1243480 1243410 8 


1309622 1309552 8 


1311095 1311025 8 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


facile subsp. ure 
Hyphomicrobium. 
172956 Bacteria_16S 
pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 
172956 Bacteria_16S 1400635 1400565 8 
RW1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
172956 Bacteria_16S 1408066 1407996 8 


1312632 1312562 8 


teria; Proteobacteria; 


chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 


n ASRB2 16S ribosomal RNA, partial seq 
Deltaproteobacter 


78 


n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 


78 


ARI-1 16S ribosomal RNA, partial sequ 


cteria; 
78 


78 


0 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobact 


78 


9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


78 


The 
76 


les; 


osomal RNA, partial sequence 


a; Sphin 


79 


osomal RNA, partial sequence 


ae; 


78 


train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 


78 


SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 


78 


train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


78 


78 


ain LMG 747 16S ribosomal RNA, partial 
Gammaproteobact 


78 


1399580 1401060 Sphin 


Sphingomonadales; Sphingomon 


78 


Coriobacteri 


gi 


gi 


uence 
ia; 


265678358 
nce 
hales; 
265678328 


Sphingomonadales; 


gi 


gi 


gi 


gi 


rmaceae; 
gi 


1198618 12000 
Fle 


gobacter 
gi 


1207714 12091 
Cori 


gi 


gi 


gi 


gi 


gi 


gi 


265678320 


somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadacea 


e; 
253680762 
quence 
eria; 


253680761 
quence 
ria; 


228720981 


somal RNA, partial sequence 1162257 1163688 Meiot 


228715480 


iales; 
228715352 


ales; 


219878271 
quence 
cteria; 
219878114 
quence 

a; 
228721488 
rtial 
roteob 


228721487 
parti 
aprote 


228721465 
sequence 
eria; 


228715353 


gi 


219846657 


Syntro 


10291 


Pis 


ence 10731 


Sphingo 


Sphi 


Rhodo 


Rh 
Rhizobi 
sequ 


acte 


als 
obac 


Xant 


ref 


ref 


ref 


ref 
1 


ref 
1 
bact 


ref 


ref 


xiba 
ref 


obac 


ref 


ref 


ales 
ref 

ence 
ria; 


ref 
eque 
teri 


ref 
homo 
ref 
gomo 


adac 
ref 


1026088 10275 
phob 


05 1030582 Thiom 
Cien 


37 1074554 Novos 
Sphi 


gobi 
bium. 


hermus silvanus 
Meiothermus. 


1231844 12332 
izob 


1242462 12438 


1311542 13130 


9 


acterales; S 


NR_028660.1 


ckettsiacea 
NR_028630.1 


ngomonadace 
NR_028622.1 
um amiense 


NR_028010.1 


141076 114255 
ngomonadales; 


Sp 


NR_028009.1 


142608 114408 
Rhod 


erales; 


NR_027600.1 


NR_027533.1 


cteraceae; D 
NR_027524.1 
terineae; Co 
NR_025410.1 
8 
iales; Barto 
NR_025253.1 
6 

; Phyllobact 
NR_027611.1 
130859 
Rhizobiales 


NR_027610.1 
nce 131006 
a; Rhizobial 


NR_027606.1 
4 
nadales; Xan 
NR_027525.1 
nas wittichi 
eae; Sphingo: 
NR_026249.1 
140703 


a 
e 


Pp 
a 


B 


1 Desulfobacca 
yntrophaceae; 


Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 

Sphingobium amiense 
acteria; Proteobacteria; 


’ 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


, 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Sphingomonas wittichii 
i RW1 Bacteria; 

monas. 

Sphingobium 

2 1408473 Sphingobium 


chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingobium. 


172956 Bacteria_ 
strain S-3 16S ri 


Proteobacteria; 


172956 Bacteria_ 
glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 
172956 Bacteria_ 
maritimus strain 
Proteob 


Bacteria; 


172956 Bacteria_ 
antibioticus stra 
antibioticus Bact 


Lysobacter. 


172956 Bacteria_ 
strain R7 16S rib 


Proteobacteria; 


172956 Bacteria_ 
doudoroffii strai 
doudoroffii Bacte 
172956 Bacteria_ 
pacificensis stra 


pacificensis Bac 
Psychrobacter. 


172956 Bacteria_ 
tianshanense stra 


tianshanense Bac 
Mesorhizobium. 


172956 Bacteria_ 


septentrionale s 


septentrionale Ba 


Mesorhizobium. 


172956 Bacteria_ 


strain ATCC 3518 
Bacteria; Firmic 


172956 Bacteria_ 


globicatena stra 
globicatena Bact 
Actinosynnematac 


172956 Bacteria_ 


diospyrosa strai 
diospyrosa Bacte 
Actinosynnematac 


172956 Bacteria_ 


lusatiensis stra 
Bacteria; Proteo 


172956 Bacteria_ 


americanum strai 
americanum Bacte 
Sinorhizobium/En 


172956 Bacteria_ 


strain CM243 16S 


litoralis strain 
litoralis Bacter 


172956 Bacteria_ 


VKM B1479 16S ri 


gallinifaecis st 
gallinifaecis Ba 


172956 Bacteria_ 


strain NF11 16S 
Proteobacteria; 


172956 Bacteria_ 


strain NF23 16S 
Proteobacteria; 


172956 Bacteria_ 


16S 1414127 1414057 8 78 
bosomal RNA, partial sequence 
Alphaproteobacteria; 


16S 


gi 
14 
Sphingomonadales; 
1417163 1417089 8 82 gi 
16S ribosomal RNA, partial sequence 


16S 1423311 1423241 8 78 gi 


16S 1429527 1429457 8 78 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; 
16S 1446471 1446401 8 

osomal RNA, partial sequence 


78 gi 
14 
G 
16S 1455520 1455450 8 78 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; 
16S 1470568 1470498 8 


78 gi 


teria; Proteobacteria; 


16S 1485754 1485684 8 78 gi 


t 


16S 
t 


1515711 1515641 8 78 gi 


16S 1524865 1524791 4 78 gi 
5 16S ribosomal RNA, partial sequence 

utes; Clostridia; 
16S 1541613 1541539 8 82 gi 
i 
eria; Actinobacteria; Actinobacteridae; 
eae; Actinokineospora. 
16S 1543173 1543099 8 82 gi 
n 
ria; 
eae; 
16S 
i 
b 
16S 1580655 1580585 8 78 gi 


CFNEI 156 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; 
Actinokineospora. 
1570049 1569979 8 


78 gi 


n 
xr 
sifer group; Sinorhizobium. 

16S 1615852 1615782 8 78 
ribosomal RNA, partial sequence 


gi 


16S 1634067 1633997 8 78 gi 
i 
16S 
b 


1650731 1650661 8 
osomal RNA, partial sequence 


78 gi 


16S 1656874 1656804 8 78 gi 
rain Iso 196 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobact 
16S 1722593 1722523 8 78 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; M 
16S 1724134 1724064 8 78 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; M 
16S 1742354 1742284 8 78 gi 


acteria; Actinobacteridae; Actinomycet 


Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


Gammaproteobacte 


ammaproteobacteria; Pseudomonadales; M 


Gammaproteobacter 


in NIBH P2K6 16S ribosomal RNA, partia 
Gammaproteobacte 


in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


Clostridiales; Veillo 


n NRRL B-24048 16S ribosomal RNA, part 


NRRL B-24047 16S ribosomal RNA, parti 


n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


ia; Proteobacteria; Alphaproteobacteri 


1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
172956 Bacteria_ 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 


1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
172956 Bacteria_ 


er 
219878393 
1721510 17230 
or 
219878392 
1723051 17245 
or 
219878379 


s 


224581449 
13085 14145 
Sphing 
224581447 
14160 
ales; 


224581443 
ence 14222 
nadales; 
224581439 
sequence 

ria; Xanth 


224581423 
45391 14468 
oraxellace 
224581417 
sequence 

ia; Aeromo 
224581406 
1 sequence 
ria; Pseud 


219857250 
quence 
ria; Rhizo 


219878113 
1 sequence 
teria; Rhi 


219857527 
15237 
nellaceae; 
219857375 
ial sequen 
Actinomyc 


219857374 
al sequenc 
Actinomyce 


219878173 
ce 15690 
les; Phyll 
219878491 
sequence 

a; Rhizobi 


219878466 


aulobacter 
219878454 
equence 

; Aeromona 
219878442 


obacterace 
219878437 


sequence 
ia; Rhi 


axellac 


axellac 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 


omon 


Pseu 


M 


phingomonadales; Sphingomonadaceae; 
ref |NR_027233.1| Sphingobium cloacae 
01 Sphingobium cloacae Bacteria; 
adaceae; Sphingobium. 
ref|NR_027229.1| Saccharomonospora 
93 1417582 Saccharomonospora glauca 
donocardineae; Pseudonocardiaceae; 


ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 
ref|NR_027221.1 

1428427 142992 
omonadales; Xant 


Psychrobacter 

obacter maritimus 

ychrobacter. 
Lysobacter 

1 Lysobacter 

homonadaceae; 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_027187.1 
1469465 147099 
omonadales; Mora 


Psychrobacter arenosus 
arenosus Bacteria; 
r. 
Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Psychrobacter 
0 Psychrobacter 
xellaceae; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_025252.1 
1514694 151610 
zobiales; Phyllo 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


ref|NR_025115.1 
42 1525238 Selen 
Selenomonas. 

ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


Selenomonas sputigena 
omonas sputigena 


Actinokineospora 
4 Actinokineospora 
cardineae; 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


Actinokineospora 
6 Actinokineospora 
ardineae; 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


v 


ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
aceae; Woodsholea. 
ref|NR_025593.1| Oceanisphaera 
1632974 1634479 Oceanisphaera 
dales; Aeromonadaceae; Oceanisphaera. 
ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 
ae; Labrys. 


ref|NR_025576.1] Ochrobactrum 


1655822 165727 
obiales; Brucell 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 


Zz 


e 


e 


ref|NR_025518.1 


4 Ochrobactrum 
aceae; 


Ochrobactrum. 
Psychrobacter luti 


luti Bacteria; 
re. 


Psychrobacter fozii 


fozii Bacteria; 
bas 


Anaerobiospirillum 


1741287 1742780 Anaerobiospirillum 


thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Anaerobiospirillum. 


172956 Bacteria_ 


halodurans strain 
Proteob 


Bacteria; 
172956 Bacteria_ 


neutrophila strai 
neutrophila Bacte 


Halorhodospira. 
172956 Bacteria_ 
marincola strain 


marincola Bacteri 


172956 Bacteria_ 


submarinus strain 
submarinus Bacter 


172956 Bacteria_ 


alexandrii strain 
alexandrii Bacter 
172956 Bacteria_16S 
strain vc 5 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
172956 Bacteria_16S 
strain SE3104 16S 


16S 1766649 1766579 8 78 gi 


16S 1787717 1787647 8 78 gi 


ria; Proteobacteria; 


16S 1825980 1825910 8 78 gi 


16S 1827458 1827388 8 78 gi 


16S 1828872 1828802 8 78 gi 


1845779 1845709 8 78 
ibosomal RNA, partial sequence 


gi 
18 


1851873 1851803 8 78 
ribosomal RNA, partial sequence 


gi 
18 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


172956 Bacteria_16S 


strain LMG 21857 
Proteobacteria; 


strain LUH4616 16 
Proteobacteria; 


halophila strain 


halophila Bacteri 
Pseudonocardiacea 
172956 Bacteria_16S 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
172956 Bacteria_16S 


schindleri strain 
schindleri Bacter 


chacoense strain 
Bacteria; Proteob 


strain LUH 3792Ty 
Bacteria; Proteob 


anilini strain An 
Bacteria; Proteob 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


172956 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


172956 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


172956 Bacteria_16S 


strain MCS 25 16S 
Proteobacteria; A 


172956 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


172956 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


G 


G 


1869988 1869918 8 78 gi 
16S ribosomal RNA, partial sequence 18 


1873098 1873028 8 78 
S ribosomal RNA, partial sequence 


gi 


1880721 1880647 4 
FKBS1 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; 
1886999 1886925 8 


78 gi 


82 gi 


e; Saccharomonospora. 


1888544 1888474 8 78 gi 


1890033 1889963 8 78 gi 


1913918 1913848 8 78 gi 


1979448 1979378 8 78 gi 


1984136 1984066 6 76 gi 


ria; Proteobacteria; 
1987305 1987235 8 

n Cb fel8 16S ribosomal RNA, 
ria; Proteobacteria; 
Cystobacter. 

2013478 2013408 8 78 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2017898 2017828 8 78 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2019370 2019300 8 78 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2020842 2020772 8 78 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


78 gi 
complete 


172956 Bacteria_16S 


2042018 2041948 8 78 gi 


34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 


n SG 3301 16S ribosomal RNA, partial s 
Gammaproteobacter 


KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 


C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 


H 


ammaproteobacteria; Alteromonadales; Alt 
172956 Bacteria_16S 
1872026 18734 
ammaproteobacteria; Pseudomonadales; Moraxellace 
172956 Bacteria_16S 
vibrioides strain 
vibrioides Bacter 
172956 Bacteria_16S 
DSM 44411 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


complete seq 
Clostridia 


PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
172956 Bacteria_16S 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
172956 Bacteria_16S 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
172956 Bacteria_16S 
n Sy t2 16S ribosomal RNA, partial seq 
Deltaproteobacter 


Deltaproteobacter 


2016867 20 


2018337 20 


219878360 
en 
ales; 

219878344 
equence 
ia; 


, 


219878319 
uence 


219878318 
quence 

a; 
219878317 
quence 

a; 
219878305 
44748 18461 
yp 
219878301 
50849 18521 
Rh 
219878288 
68909 18703 


219878286 


or 
219878279 
uence 
les; Veill 
219878274 
equence 


219878273 
quence 

a; 
219878272 
e 18889 
les; Phyll 
219878253 
19128 
nadales; 
219878209 
19783 
acterales; 
219878206 
uence 

ia; Myxoco 
219878204 
sequence 
ia; Myxoco 


, 


219878187 
al sequenc 
ria; Rhodo 
219878184 
182 
yphomonada 
219878183 
197 
yphomonada 
219878182 
sequence 

cteria; Rh 


ce 17655 
Ecto 


Chroma 


Pseudomo 


Rhodoba 


homonada 


odospiri 


eromonad 


inomycet 


M 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


llac 


ref 


ref 


ae; 


ales 


ref 


ref 


obac 
ref 


orax 
ref 


Des 
ref 


ccal 


ref 


ccal 


ref 


bact 
ref 


ceae 
ref 


ceae 
ref 


odob 


219878167 


broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 


52 1767023 Alkal 
thio 


1786631 17879 
tial 
1824887 18263 


nada 


1826365 18277 
Pseudomonad 


1827843 18292 
cter 


90 Acinetobacter 
e 


1885917 18 


1887472 18 
Pseudomonad 
88 1890453 Mesor 
72 1914310 Acine 


26 1979852 Desul 


1983024 19845 


1986193 19877 


e 2012455 20138 
erales; 


2019809 20212 
acterales; 


NR_025499.1 


rhodospirac 
NR_025483.1 


es; Ectothi 


NR_025458.1 


les; Moraxe 
NR_025457.1 


ales; Morax 
NR_025456.1 


ales; Hypho 
NR_025444.1 
; Maricauli 
NR_025440.1 


eae; Roseos 
NR_025427.1 


e; Glacieco 
NR_025425.1 


Acinetobact 


3 
laceae; 
NR_025413.1 
8742 
noc 


; Pseudo 


NR_025412.1 

8893 
ales; Moraxe 
NR_025411.1 


teriaceae; 
NR_025392.1 
t 
ellaceae; Ac 
NR_025348.1 
£ 
ulfobacterac 
NR_025345.1 
5 
es; Sorangii 
NR_025343.1 
0 
es; Cystobac 
NR_025326.1 
6 
Hyph 
NR_025323.1 
; Maricaulis 
NR_025322.1 
; Maricauli 
NR_025321.1 
3 
H 


ref 


i 
e 


8 
° 


1 
1 


9 
e 


6 
monadaceae; 


s 


ae 


Pp 


a 


M 


Succinivibrionaceae; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 

Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
ceae 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
Pp 


ira. 
Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
acea 


a. 

Acinetobacter parvus 
parvus Bacteria; 
yas 

Propionispora 
1 Propionispora 
ionispora. 
Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Acinetobacter 

7 Acinetobacter 
llaceae; Acinetobacter. 
Mesorhizobium 

izobium chacoense 
esorhizobium. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Desulfobacterium 
obacterium anilini 

eae; Desulfobacterium. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
Ss. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


NR_025306.1 


Pseudoxanthomonas 


2040918 2042439 Pseudoxanthomonas 


broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 


172956 Bacteria_ 


strain IBS 506 16 


172956 Bacteria_ 


strain IBS 382 16 


172956 Bacteria_ 


aquibiodomus stra 
aquibiodomus Bact 


Nitratireductor. 
172956 Bacteria_ 


pentaromativorans 
pentaromativorans 


Novosphingobium. 
172956 Bacteria_ 
strain SW-46 16S 


Proteobacteria; Alphapro 


172956 Bacteria_ 
strain ALC-2 16S 


Proteobacteria; Alphapro 
172956 Bacteria_1 
strain H-8 16S ri 
Proteobacteria; Alphapro 
172956 Bacteria_1 


strain YIM 90003 


16S 2075796 2075726 8 


16S 2085049 2084979 8 


16S 2098684 2098614 8 


16S 2113866 2113796 8 
strain 


Bacter 


16S 2118474 2118404 8 
ribosomal RNA, 
teobacteria; 
16S 2151752 2151682 8 


78 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


78 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


78 


in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


78 


US6-1 16S ribosomal RNA, parti 
ia; Proteobacteria; Alphaproteo 


78 


partial sequence 
Sphingomonadales; 


78 


ribosomal RNA, 


partial sequence 


gi|219878139 
2074760 20762 
nellaceae; 
gi|219878133 
2084014 20854 


ref|NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


nellaceae; Bartonella. 
gi|219878123|ref|NR_025262.1| Nitratireductor 

uence 2097632 2099087 Nitratireductor 

ria; Rhizobiales; Phyllobacteriaceae; 
gi|219857659|ref|NR_025248.1| Novosphingobium 

al sequence 2112812 2114292 Novosphingobium 

bacteria; Sphingomonadales; Sphingomonadaceae; 
gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
2117441 2118882 Erythrobacter flavus Bacteria; 

Erythrobacteraceae; Erythrobacter. 
gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
2150729 2152142 Porphyrobacter cryptus Bacteria; 


teobacteria; Rhodospirillales; 
6S 2157741 2157663 2 80 gi 


16S rib 


teobacteria; Sphingomonadales; Erythrobac 
6S 2154677 2154607 8 78 gi| 219857632 
bosomal RNA, partial sequence 2153652 21550 


osomal RNA, partial sequence 2156657 21581 


Acetobacte 
219857630 


tera 
ref 


ceae; Porph 
NR_025221.1 


race 
ref 


ae; Rubritep 
NR_025219.1 


Y. 


robacter. 
Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

172956 Bacteria_16S 2185038 2184968 8 78 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

172956 Bacteria_16S 2245604 2245534 9 79 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

172956 Bacteria_16S 2256443 2256373 8 78 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

172956 Bacteria_16S 2287063 2286993 8 78 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

172956 Bacteria_16S 2296065 2295995 8 78 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

172956 Bacteria_16S 2297531 2297461 8 78 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

172956 Bacteria_16S 2318693 2318623 8 78 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
172956 Bacteria_16S 2395960 2395890 8 78 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

172956 Bacteria_16S 2400480 2400410 8 78 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

172956 Bacteria_16S 2409680 2409602 2 80 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

172956 Bacteria_16S 2425147 2425077 8 78 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
172956 Bacteria_16S 2428059 2427989 8 78 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 


strain GB6 16S ri 


bosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 


2427049 2428344 Oceanimonas baumannii Bacteria; 


172956 Bacteria_16S 2441654 2441584 8 78 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
172956 Bacteria_16S 2458298 2458228 8 78 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 
172956 Bacteria_16S 2469028 2468958 8 78 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
172956 Bacteria_16S 2472014 2471944 8 78 gi|219857402|ref|NR_024990.1| Thioalkalivibrio 
versutus strain AL2 16S ribosomal RNA, partial sequence 2470921 2472353 Thioalkalivibrio versutus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
172956 Bacteria_16S 2473520 2473450 8 78 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

172956 Bacteria_16S 2540970 2540900 8 78 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
172956 Bacteria_16S 2549968 2549898 8 78 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
172956 Bacteria_16S 2623781 2623711 8 78 gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

172956 Bacteria_16S 2648326 2648256 8 78 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 
172956 Bacteria_16S 2715650 2715580 8 78 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 
172956 Bacteria_16S 2756102 2756028 6 80 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
172956 Bacteria_16S 2760615 2760541 8 82 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
172956 Bacteria_16S 2857661 2857591 8 78 gi|219856886|ref|NR_024705.1| Pseudomonas cissicola 
strain ATCC 33616 16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

172956 Bacteria_16S 2923703 2923633 8 78 gi|219856841|ref|NR_024660.1| Pseudoxanthomonas 
japonensis strain 12-3 16S ribosomal RNA, partial sequence 2922617 2924080 Pseudoxanthomonas japonensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
172956 Bacteria_16S 2929580 2929510 8 78 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 
172956 Bacteria_16S 2965821 2965751 8 78 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
strain S37 16S ribosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

172956 Bacteria_16S 2994763 2994693 8 78 gi|219846927|ref|NR_026519.1| Agrobacterium 
larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 2993732 2995168 Agrobacterium 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 
172956 Bacteria_16S 3052517 3052447 8 78 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

172956 Bacteria_16S 3057138 3057068 8 78 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 
172956 Bacteria_16S 3076519 3076449 8 78 gi|219846871|ref|NR_026463.1| Rhizobium undicola 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
172956 Bacteria_16S 3106655 3106585 8 78 gi|219846851|ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

172956 Bacteria_16S 3124774 3124704 8 78 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 


172956 Bacteria_16S 3126263 3126193 8 
methylovorum strain DSM 


Hyphomicrobium. 
172956 Bacteria_16S 3127732 3127662 8 
zavarzinii strain ZV-622 
zavarzinii Bacteria; 


172956 Bacteria_16S 3132131 3132061 8 


78 


78 


78 


gi| 219846838 


5458 16S ribosomal RNA, partial sequence 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; 


gi|219846837 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi| 219846834 


plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 


plurifarium Bacteria; 
Mesorhizobium. 


172956 Bacteria_16S 3136657 3136587 8 


Proteobacteria; Alphaproteobacteria; 


78 


gi| 219846831 


sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 


sulfexigens Bacteria; 
Desulfocapsa. 
172956 Bacteria_16S 3147181 3147111 8 
DSM 11303 16S ribosomal 
Deinococcus-Thermus; 
172956 Bacteria_16S 
thiophila strain 
Bacteria; Proteobacteria; 
172956 Bacteria_16S 


Proteobacteria; 


Deinococci; 
3161084 3161014 8 


3167055 3166985 8 


Deltaproteobacteria; 


78 


RNA, partial sequence 
Deinococcales; 


78 


NZ27 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfur 


gi| 219846824 


3146120 31475 
Deinococcaceae; Deinococcus. 


gi|219846815 


radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 


radiophilus Bacteria; 


172956 Bacteria_16S 3182226 3182156 8 


strain LMG 471 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


172956 Bacteria_16S 3183778 3183708 8 


strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 31841 


Proteobacteria; Gammaproteobacteria; 


172956 Bacteria_16S 3185330 3185260 8 


strain LMG 947 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


172956 Bacteria_16S 3186882 3186812 8 


strain LMG 673 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


172956 Bacteria_16S 3188434 3188364 8 


Deinococcus-Thermus; 


78 gi|219846810|ref|NR_026402.1 
3165996 316746 

Deinococci; Deinococcales; Deinococcac 
78 gi|219846800|ref|NR_026392.1 


78 


78 


78 


78 


gi|219846799 


Xanthomonadales; Xanthomonadaceae; 


gi|219846798 


gi| 219846797 


gi|219846796 


vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 


vesicatoria Bacteria; 
Xanthomonas. 
172956 Bacteria_16S 


Proteobacteria; 


3189986 3189916 8 


strain LMG 690 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


172956 Bacteria_16S 3191538 3191468 8 


strain LMG 733 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


172956 Bacteria_16S 3193090 3193020 8 


strain LMG 847 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


172956 Bacteria_16S 3194640 3194570 8 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 31950 


Proteobacteria; Gammaproteobacteria; 
172956 Bacteria_16S 


3196192 3196122 8 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


172956 Bacteria_16S 
strain NR-27 16S 
Bacteroidetes; Sphingobacteria; 
172956 Bacteria_16S 
glycolicus strain 


3218713 3218643 6 


3238493 3238423 8 


Desulfofustis. 


172956 Bacteria_16S 3289732 3289662 8 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


172956 Bacteria_16S 3291257 3291187 8 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


172956 Bacteria_16S 3292809 3292739 8 


strain LMG 708 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 


78 


78 


78 


78 


78 


76 


ribosomal RNA, partial sequence 


78 


78 


78 


78 


gi|219846795 


gi|219846794 
gi|219846793 
gi|219846792 


gi|219846791 


gi|219846775 


3217640 32191 
Sphingobacteriales; Fla 


gi|219846762 


PerGlyS 16S ribosomal RNA, complete sequence 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


gi|219846728 


gi| 219846727 


gi| 219846726 


Rhizobiales; 


Rhizobiales; 


Desulfobacterales; 


3181138 31826 
Xanthomonadales; Xanthomonadaceae; 


3184240 31857 
Xanthomonadales; Xanthomonadaceae; 


3185792 31872 
Xanthomonadales; Xanthomonadaceae; 
Xanthomonadales; 
3188896 31903 
Xanthomonadales; Xanthomonadaceae; 


3190448 31919 
Xanthomonadales; Xanthomonadaceae; 


3192000 31935 
Xanthomonadales; Xanthomonadaceae; 


3195102 31966 


Desulfobacterales; 


ref|NR_026430.1 


ref|NR_026429.1 


ref|NR_026426.1 


Ww 


ref|NR_026423.1 


135552 313703 


Ww 


ref|NR_026416.1 


ref |NR_026407.1 


ref|NR_026391.1 


ref|NR_026390.1 
Xanthomon 
ref|NR_026389.1 
Xanthomon 
NR_026388.1 
187344 318884 
Xanth 


ref 


Ww 


ref|NR_026387.1 
Xanthomon 
ref |NR_026386.1 
Xanthomon 
ref|NR_026385.1 
Xanthomon 
ref|NR_026384.1 
Xanthomon 
ref |NR_026383.1 
Xanthomon 
ref|NR_026367.1 
Thermonema. 
ref|NR_026354.1 

3237371 323891 
Desu 
ref|NR_026320.1 
Xanthomon 


ref|NR_026319.1 


ref 


Hyphomicrobium 


3125234 3126653 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium 


3126704 3128141 Hyphomicrobium 
Hyphomicrobiaceae; 


Hyphomicrobium. 
Mesorhizobium 


131100 3132536 Mesorhizobium 
Phyllobacteriaceae; 


Desulfocapsa 
3 Desulfocapsa 


Desulfobulbaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Desulfuromonas 


3159980 3161460 Desulfuromonas thiophila 


omonadales; Desulfuromonadaceae; 


Desulfuromonas. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 

Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Thermonema rossianum 


04 Thermonema rossianum Bacteria; 
mmeovirgaceae; 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 


NR_026318.1 


Xanthomonas fragariae 


3291719 3293220 Xanthomonas fragariae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


172956 Bacteria_16S 


strain LMG 538 16 
Proteobacteria; 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


172956 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
172956 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


172956 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


172956 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


172956 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; G 


172956 Bacteria_16S 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


172956 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


172956 Bacteria_16S 


strain DSM 20315 
Actinobacteria; A 


172956 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


172956 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


172956 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


172956 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


172956 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


172956 Bacteria_16S 


strain LMG 7837 1 
Proteobacteria; A 
Sinorhizobium. 


172956 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


172956 Bacteria_16S 


strain H152 16S r 
Proteobacteria; A 


172956 Bacteria_16S 


strain IC079 16S 


Proteobacteria; G 


172956 Bacteria_16S 


strain CNS 2-75 1 
Proteobacteria; A 


G 
172956 Bacteria_16S 


3294361 3294291 8 78 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3295911 3295841 8 78 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


an 


ia 


3312590 3312520 8 78 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3408502 3408432 8 78 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


Sp 


, 


3437881 3437811 8 78 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3439390 3439320 8 78 gi 


en 
na 


ammaproteobacteria; Pseudomonadales; M 
3440900 3440830 8 78 gi 


or 


ammaproteobacteria; Pseudomonadales; M 
3442409 3442339 8 78 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


or 


e 
i 


3443919 3443849 8 78 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3453226 3453148 1 79 gi 


se 


’ 


ctinobacteridae; Actinomycetales; Microc 


3489750 3489680 8 78 gi 


eltaproteobacteria; Desulfuromonadales; 


3495726 3495652 4 78 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycetal 
3521486 3521416 8 78 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


s 
ri 


3577928 3577858 8 78 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3580859 3580789 8 78 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


nc 
le 


al 
ba 
3604027 3603957 8 


78 gi 


lphaproteobacteria; Rhizobiales; Rhizobi 
3634053 3633983 8 78 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m. 


al 
ob 


3656928 3656858 8 78 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3661615 3661545 8 78 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
3684352 3684282 8 78 gi 


gi 


bi 


lphaproteobacteria; Rhizobiales; Brucell 


172956 Bacteria_16S 


6S ribosomal RNA, partial sequence 3439822 344 


uence 


v 


uence 


ce 343 
dales; 


6 


axella 


1 
axella 


sequen 
a; Pse 


quence 


occinea 


Desulfu 


3494 


es; Pse 


equence 
a; Desu 


3576 
Brad 


2 
S; 


sequenc 
cteria; 


aceae; 


sequen 
acteria 


aceae; 


eromona 


aceae; 


3718948 3718878 8 78 gi 


halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 


Halothiobacillus. 


219846725 
3293271 32947 
thomonad 
219846724 
eq 
Xantho: 


219846712 
3311548 33129 
hingomon 
219846640 
eq 
Syntroph 


219846618 


8 


Morax 
219846617 
somal RNA, partial sequence 3438312 3439771 Acine 
ce 


219846616 


2 


ce 
219846615 
ce 
ud 


219846614 
Pseudomo 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 


e 


219846583 
6S ribosomal RNA, partial sequence 3488653 34901 


r 


219846579 


6 
u 


219846562 


1 


219846524 


9 
Y. 


219846522 


e 


219846504 
6S ribosomal RNA, partial sequence 3602996 36044 


s 


219846483 


Cc 


’ 


219846467 
3655877 36573 


R 


219846464 
3660516 36619 


d 


219846448 
6S ribosomal RNA, partial sequence 3683303 36847 


ie} 


219846424 


ref |NR_026317.1 
aceae; 
ref|NR_026316.1 

3294823 329632 
monadales; 
ref|NR_026304.1 
adaceae; Sphing 
ref |NR_026232.1 

3407396 340888 
obacterales; Sy 


ref|NR_026210.1 
03 3438261 Acinet 
ellaceae; Ac 
NR_026209.1 
cter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 
3441331 344279 
omonadales; Mora 


ref 
toba 


ref |NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref |NR_026200.1 
; Micrococcaceae 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref|NR_026154.1 
3520389 352188 
furomonadales; P 


ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026114.1 

3579840 358126 
Rhodospirillale 


ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_026059.1 


hizo 
ref 


bium/Agrobac 
NR_026056.1 


acea 
ref 


e; Glaciecol 
NR_026039.1 


chrobactrum. 


Xanth 


n 


s: 


Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
Xanthomon 


as. 
Xanthomonas 

2 Xanthomonas 

omonadaceae; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 
° 


bium. 
Syntrophobacter 

1 Syntrophobacter 

trophobacteraceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 
ae 
Acinetobacter junii 
junii Bacteria; 
r. 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Blastobacter 
bacter capsulatus 
astobacter. 
Roseococcus 

5 Roseococcus 

; Acetobacteraceae; 
Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Anaerobiospirillum 
8 Anaerobiospirillum 


Succinivibrionaceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Ochrobactrum anthropi 


56 Ochrobactrum anthropi Bacteria; 


Halothiobacillus 


ref|NR_026015.1 
3717841 371934 


4 Halothiobacillus 


172956 Bacteria_16S 
palmitatis strain 
Bacteria; Proteob 
172956 Bacteria_16S 
strain UPM-Ca7 16 


172956 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 
172956 Bacteria_16S 
pelophila strain 
Bacteria; Proteob 
172956 Bacteria_16S 
metallireducens s 
metallireducens B 
Geobacter. 
172956 Bacteria_16S 
strain F9251 16S 


172956 Bacteria_16S 
strain B9 16S rib 


172956 Bacteria_16S 
strain BN 126 16S 


3774039 3773969 8 


SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


3801184 3801114 8 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


3816507 3816437 8 


rain R3 16S ribosomal RNA, partial seque 
cteria; 


Proteobacteria; 


3839206 3839136 8 


4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 


3886547 3886477 8 


train GS-15 16S ribosomal RNA, partial 
acteria; 


Proteobacteria; 


3894262 3894192 8 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


3898924 3898854 8 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


3941115 3941045 8 


ribosomal RNA, partial sequence 


78 gi| 219846382 |ref|NR_025973.1| Desulfuromonas 
ence 3772941 3774411 Desulfuromonas palmitatis 
omonadales; Desulfuromonadaceae; Desulfuromonas. 
78 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
3800153 3801575 Mesorhizobium ciceri Bacteria; 
obacteriaceae; Mesorhizobium. 
78 gi|219846352|ref|NR_025943.1| Halothiobacillus 
nce 3815400 3816903 Halothiobacillus 
Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
78 gi|219846336|ref|NR_025926.1| Thiomicrospira 
3838114 3839581 Thiomicrospira pelophila 
hales; Piscirickettsiaceae; Thiomicrospira. 
78 gi|219846305|ref|NR_025895.1| Geobacter 
sequence 3885428 3886973 Geobacter 
Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
78 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
3893217 3894682 Bartonella elizabethae Bacteria; 
nellaceae; Bartonella. 
78 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 


3897893 38992 


78 gi| 219846265 


3940082 39414 


dobacter 


acea 
ref 


e; Ahrensia 
NR_025855.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
172956 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


172956 Bacteria_16S 


strain NZP 2213 1 
Proteobacteria; A 


172956 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


172956 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


172956 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


172956 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


172956 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


172956 Bacteria_16S 


strain 25-4 16S r 


bi 


3966376 3966306 8 78 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


s 
a; 


3967892 3967822 8 
6S ribosomal RNA, 
lphaproteobacteria; Rhizobiales; Phyll 
3970843 3970773 8 78 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3975223 3975153 8 78 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3995677 3995607 8 78 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3997168 3997098 8 78 gi 
SW-135 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Alphaproteobacteria; 


78 gi 
ob 


en 
te 


s 
a; 


gi 


Er 


3998662 3998592 8 78 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 
ia 


4000163 4000093 8 78 
ibosomal RNA, partial sequence 


gi 


219846248 


219846247 
complete sequence 3966839 39683 


219846245 


219846242 


219846228 
3994645 39960 


219846227 


219846226 


219846225 
3999120 40005 


Afifella. 
NR_025838.1 
equence 3965346 396678 


Sphingomonadales; Sphin 


aceae; 


ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025835.1 
ce 3969817 3971134 Rhodot 
rales; Rhodobacteraceae; 
ref |NR_025832.1 

3974188 397555 


ales; Rhizobiace 


acteriac 


equence 
Rhizobi 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025817.1 
nce 3996136 399757 
Sphingomonadales; Eryth 


ythrobac 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


ence 
Sphing 


’ 


ref|NR_025815.1 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimon 
172956 Bacteria_16S 4022806 4022736 8 78 gi|219846208|ref|NR_025798.1 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 402321 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Psychrobacter. 

172956 Bacteria_16S 4036539 4036469 8 78 gi|219846199|ref|NR_025789.1 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 
172956 Bacteria_16S 4108887 4108817 8 78 gi| 219846146 |ref|NR_025736.1 
strain A828 16S ribosomal RNA, partial sequence 4107869 41092 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
172956 Bacteria_16S 4130176 4130106 8 78 gi|219846130|ref|NR_025720.1 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 

172956 Bacteria_16S 


JC2042 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteri 


4206681 4206611 8 


nce 4129099 413053 
a; Alteromonadales; Altero 
78 gi|219846071|ref|NR_025661.1 


nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 


4205616 420703 


99 Ahrensia kielensis Bacteria; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 
Mesorhizobium loti 
loti Bacteria; 
um. 

Rhodothalassium 
halassium salexigens 

Rhodothalassium. 

Agrobacterium 
6 Agrobacterium 
ae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 


hrobacteraceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Psychrobacter 
6 Psychrobacter 
xellaceae; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


Thioalkalivibrio 
5 Thioalkalivibrio 


172956 Bacteria_16S 122480 122407 5 78 gi 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
172956 Bacteria_16S 131480 131407 5 78 gi 
strain BAL-1 16S ribosomal RNA, complete sequence 


265678981 
ce 


265678975 


12137 
obacterale 


130392 13190 


ref 


s; S 
ref 


3. 122854 Desul 


2 Chrysiogenes 


NR_029289.1 
£ 
yntrophobact 
NR_029283.1 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 

Chrysiogenes arsenatis 


arsenatis Bacteria; 


Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

172956 Bacteria_16S 368710 368633 1 78 gi| 265678809 |ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 554194 554117 1 78 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 599330 599253 1 78 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
172956 Bacteria_16S 600860 600783 1 78 gi| 265678652 |ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 657183 657106 1 78 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 715967 715898 9 78 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

172956 Bacteria_16S 787017 786940 1 78 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 


beijiangensis Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 870872 870799 7 80 gi 
yuanmingense strain B071 16S ribosomal RNA, partial seq 


265678465 
uence 


yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobial 
Bradyrhizobium. 
172956 Bacteria_16S 1075683 1075610 6 79 gi| 265678327 |ref 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
tukisamuensis Bacteria; Actinobacteria; Actinobacterida 
Nocardiaceae; Rhodococcus. 

172956 Bacteria_16S 1086075 1085998 1 78 gi| 265678319 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
172956 Bacteria_16S 1131518 11314411 78 gi| 253680769 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 11319 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
172956 Bacteria_16S 1238975 1238906 9 78 gi 
niigataensis strain DSM7050 16S ribosomal RNA, partial 
niigataensis Bacteria; Proteobacteria; Alphaproteobacte 
172956 Bacteria_16S 1240491 1240422 9 78 gi 
aminovorans strain DSM7048 16S ribosomal RNA, partial s 
aminovorans Bacteria; Proteobacteria; Alphaproteobacter 
172956 Bacteria_16S 1346463 1346382 1 82 gi 
faecium strain DSM 4810 16S ribosomal RNA, partial sequ 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actino 
Brachybacterium. 
172956 Bacteria_16S 1488814 1488737 1 78 gi 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, compl 
subsp. rimosus Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; Streptomyces. 
172956 Bacteria_16S 1589908 1589831 1 78 gi|219878485 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
172956 Bacteria_16S 1591456 1591379 1 78 gi| 219878484 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 
172956 Bacteria_16S 1593004 1592927 1 78 gi| 219878483 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobact 
Streptomycineae; Streptomycetaceae; Streptomyces. 
172956 Bacteria_16S 1594550 1594473 1 78 gi| 219878482 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequ 


219878163 
sequence 

ria; 
219878162 
equence 

ia; 
228720938 
ence 13453 
mycetales; 


219857134 
et 
ae 


v 


e; Actinomycet 


ptomycinea 


ptosporang 


Rhizo 


Rhizob 


e sequen 
Actino: 


omycinea 


sequence 
Actinomy 


ref 


ref 


e; S 
ref 


inea 
ref 


bial 
ref 


iale 
ref 


Mic 


ref 


myce 


ref 


e; S 
ref 


ceta 
ref 


sequ 
erid 


869838 87126 


1074605 10759 
e; Actinomycet 


81 Streptomyces 
04 Nocardiopsis 

1237929 12393 
1239445 12409 


82 1346861 Brach 


ce 1487741 14892 


1590391 159188 


ales; Strept 
NR_028768.1 
3 
es; Bradyrhi 
NR_028629.1 
3 
e 


ales; Coryn 


NR_028621.1 


treptomyceta 
NR_028017.1 


e; Nocardiop 
NR_025302.1 
9 
es; Phylloba 
NR_025301.1 
1 
s; Phyllobac 
NR_027599.1 
y 


rococcineae; 


NR_024762.1 
2 
Pp 


tales; Stre 


NR_025624.1 


treptomyceta 
NR_025623.1 
les; Strepto: 
NR_025622.1 


ence 159193 
ae; Actinomy 


ref 
ence 


omycineae; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Rhodococcus 
5 Rhodococcus 


bacterineae; 


Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 

Brachybacterium 

bacterium faecium DSM 

Dermabacteraceae; 


Streptomyces rimosus 
5 Streptomyces rimosus 


tomycineae; 


Streptomyces catenulae 


40 Streptomyces catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


NR_025621.1 
159348 


Streptomyces 
5 1594981 Streptomyces 


chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


172956 Bacteria_16S 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 


172956 Bacteria_16S 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


172956 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 


Streptomyces. 
1596097 1596020 1 78 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 
1597645 1597568 1 


’ 


2 
1 
7 


78 gi 
Stre 
1599193 15991161 78 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
; Streptomyces. 
1600741 1600664 1 78 gi 
Stre 
1602289 1602212 1 78 gi 
oticus strain DSM 43156 16S ribosomal 


pt 


p 
te 


pt 


RN. 


19878481 
sequence 
Actinomy 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


omycinea 
219878479 
artial s 
ridae; Actin 


omycinea 
219878477 
A, parti 


ref|NR_025620.1 

1595032 159652 
cetales; 
ref|NR_025619.1 
e; S 
ref 
eque 


treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomycet 
ref|NR_025616.1 
al sequence 


Strepto 


Streptomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptomyces niger 


77 Streptomyces niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


172956 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


172956 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


172956 Bacteria_16S 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 


172956 Bacteria_16S 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


172956 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


172956 Bacteria_16S 
6S ribosomal RNA, partial sequence 2436004 24374 
etaproteobacteria; Burkholderiales; Bu 
172956 Bacteria_16S i 


strain DSM 1105 1 
Proteobacteria; B 


beliardensis stra 
beliardensis Bact 


strain SCH-89 16S 
Proteobacteria; A 


172956 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


172956 Bacteria_16S 


strain IM1 16S ri 
Proteobacteria; A 


172956 Bacteria_16S 


strain JCM 9920 1 


strain JCM 4662 1 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


172956 Bacteria_16S 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


eria; 
172956 Bacteria_16S 


n DM13 16S ribosomal RNA, partial sequ 


bosomal RNA, partial sequence 


Streptomycetaceae; Streptomyces. 


rk. 
2503521 2503444 1 78 gi 
in Montbeliard Al 16S ribosomal RNA, p 
Proteobacteria; Gammaproteobacte 
2536877 2536806 8 79 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2661805 2661736 10 79 gi 


ar 
Pd: 


YP 


en 
acteria; Alphaproteobacteria; Rhizobiale 
2663187 2663118 9 78 gi 
lphaproteobacteria; Rhizobiales; Methylo 


2774208 27741311 78 gi 


Stre 
gi 


pt 


2775746 2775669 1 78 


Stre 
gi 


pt 


2777283 2777206 1 78 


se 


; Streptomyces. 


2831465 2831388 1 78 gi 


eq 


; Streptomyces. 


172956 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 


1743914 1743837 1 78 gi| 219878378 |ref|NR_025517.1 
R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocard 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

2055989 2055912 1 78 gi|219878154|ref|NR_025293.1 
train CFBP 4531 16S ribosomal RNA, partial sequence 205497 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
; Streptomyces. 

2248708 2248631 1 78 gi| 219857567 |ref|NR_025155.1 
ain S63 16S ribosomal RNA, partial sequence 2247616 224914 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
; Streptomyces. 

2257896 2257819 1 78 gi|219857561|ref|NR_025149.1 
n YIM 41004 16S ribosomal RNA, partial sequence 2256827 225829 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
; Streptomyces. 

2344342 2344269 8 81 gi| 219857498 |ref|NR_025086.1 
ain IM 7744 16S ribosomal RNA, partial sequence 2343294 234473 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Propio 
Actinopolymorpha. 

2437052 2436983 8 77 gi|219857430|ref|NR_025018.1 


Ss; 


quence 


Actinomyc 


219856903 


uence 


Actinomyc 


2833003 2832926 1 78 gi 
16S ribosomal RNA, partial sequence 


219856902 


holderia 
219857380 
tial seq 
a; Legio 
219857353 
2535834 25371 
homonada 
219857216 
ce 26607 
Hypho: 
219857215 
2662145 26634 
cystacea 
219857135 
6S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


omycinea 
219857133 
6S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


omycinea 
219857132 


; Cupriavidu 
NR_024968.1 
e 250240 
ales; Legion 
NR_024941.1 


ceae 
ref 
uenc 
nell 
ref 
ceae; Hyphomona 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref |NR_024843.1 


e; Methylopila. 
ref |NR_024763.1 
19 Streptomyces 
e; Streptomyceta 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomyceta 
ref|NR_024760.1 

2776208 277769 
etales; Strepto 


ref|NR_024724.1 
2830390 283187 
etales; Strepto 


Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 


mycineae; 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


s. 

Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
Ss. 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Streptomyces 
7 Streptomyces 


mycineae; 


ref |NR_024723.1 


Streptomyces albulus 


2831928 2833415 Streptomyces albulus Bacteria; 


Streptomycineae; 


Streptomycetaceae; 


Streptomyces. 


172956 Bacteria_16S 
fermentans strain 
Bacteria; Firmicutes; 
172956 Bacteria_16S 


2842172 2842095 1 


Clostridia; 
2979576 2979499 1 


thermolineatus strain A1484 16S ribosomal RNA, partial 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actino 


Streptomycetaceae; Streptomyces. 
172956 Bacteria_16S 3019028 3018955 7 


SPS-17 16S ribosomal RNA, partial sequence 
Thermaceae; 


Thermus; Deinococci; 
172956 Bacteria_16S 


Thermales; 
3105167 3105090 1 


strain ATCC 25470 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


172956 Bacteria_16S 3324800 3324723 2 


vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonosporaceae; Dactylosporangium. 
172956 Bacteria_16S 3326327 3326250 2 
roseum strain DSM 


Dactylosporangium. 


172956 Bacteria_16S 3327848 3327771 2 


matsuzakiense strain DSM 43810 16S ribosomal RNA, partial 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Dactylosporangium. 
172956 Bacteria_16S 3329367 3329290 2 
fulvum strain DSM 


Dactylosporangium. 
172956 Bacteria_16S 
mashuensis strain 


3491264 3491187 1 


Streptomycetaceae; Streptomyces. 
172956 Bacteria_16S 3889675 3889604 8 
strain N 155 16S 


172956 Bacteria_16S 3924625 3924548 1 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
172956 Bacteria_16S 3926206 3926129 1 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actin 


Streptomycetaceae; Streptomyces. 


172956 Bacteria_16S 3929367 3929290 1 78 gi| 219846275 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 39298 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
172956 Bacteria_16S 4202118 4202041 1 78 gi|219846074 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequ 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Acti 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 4203616 4203539 1 78 gi| 219846073 
strain B7319 16S ribosomal RNA, partial sequence 4202580 42040 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
172956 Bacteria_16S 4217386 4217309 1 78 gi| 219846063 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


Nocardiopsaceae; Nocardiopsis. 


172956 Bacteria_16S 10003 9931 6 


tunicata strain D2 16S ribosomal RNA, partial sequence 


Bacteria; 
Pseudoalteromonas. 
172956 Bacteria_16S 


22218 22146 6 


78 


R-9 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


78 


80 


3017969 3019430 Thermus o 
Thermus. 


78 


79 


79 


43916 16S ribosomal RNA, partial sequence 33252 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


79 


79 


43917 16S ribosomal RNA, partial sequence 33282 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


78 


DSM 40221 16S ribosomal RNA, partial 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; 


79 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


78 


78 


78 


Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


78 


strain 12B4 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
172956 Bacteria_16S 
synnemataformans 
synnemataformans 
Nocardiopsaceae; Nocardiopsis. 
172956 Bacteria_16S 70739 


43366 43290 2 


70667 6 


Clostridiales; Veillonellaceae; 


78 


strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomy 


78 


gi|219856896 


219846937 
sequence 


gi 


gi| 219846911 


219846852 
31040 


gi 


gi| 219846702 


219846701 


gi 


219846700 
sequenc 


gi 


gi|219846699 


219846582 
sequence 
Actinomyce 


gi 


gi| 219846302 
3888563 38900 


gi|219846278 


complete seque 


219846277 
complete 


gi 


265679057 
8961 


gi 


265679049 
22626 


gi 
21157 


gi| 265679035 


28410 
Halanaerobiaceae; 


Micr 


Actinomycet 


partial seque 


ref 


ref 


ref 


ref 


Streptomycineae; S 


ref 


ref 


ref 


ref 


ref 
tale 
ref 
Neis 


ref 
nce 


ref 
seq 
ref 
e; S 
ref 
ence 
nomy 


ref 


e; S 
ref 


ref 


ref 


ref 


gi|265679017 


succinivorans strain S1-1 16S ribosomal RNA, partial sequence 


succinivorans Bacteria; Firmicutes; 


Clostridia; 


mycetales; 


3323723 33251 


49 3326720 Dacty 
omonosporineae; 


e 3326771 33282 
Actinomycetales; 


90 3329764 Dacty 
Micromonosporineae; 


00 Streptomyces 
treptomycetaceae; 


27 Streptomyces 


4216320 421777 


10291 
seudoalteromonad 


Propionispira 
Propionispira 


cetales; 


NR_024715.1 


NR_026529.1 


NR_026503.1 


NR_026444.1 


NR_026294.1 


NR_026293.1 


NR_026292.1 


NR_026291.1 


NR_026174.1 
S; 
NR_025892.1 


seria. 
NR_025868.1 

392352 
ales; 


NR_025867.1 
uence 392511 
omycetales; 


NR_025865.1 


NR_025664.1 
420108 
cetales; Str 


NR_025663.1 


treptomyceta 
NR_025653.1 


les; Strepto 


NR_029365.1 
Pseudo 


NR_029357.1 


NR_029343.1 
nce 42294 
Str 


ref 


69637 


shimai Bacteria; 


Halanaerobium 


63 2842500 Halanaerobium fermentans 
Halanaerobium. 


Streptomyces 


2978510 2979990 Streptomyces 
Streptomycineae; 


Thermus oshimai strain 
Deinococcus- 


Streptomyces lydicus 


98 3105578 Streptomyces lydicus Bacteria; 
treptomycetaceae; 


Streptomyces. 
Dactylosporangium 


98 Dactylosporangium 
Micromonosporineae; 


Dactylosporangium 


losporangium roseum 


Micromonosporaceae; 


Dactylosporangium 


39 Dactylosporangium 
Micromonosporineae; 


Dactylosporangium 


losporangium fulvum 


Micromonosporaceae; 


Streptomyces 


3490176 3491693 Streptomyces 
Streptomycineae; 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


Streptomyces. 
Streptomyces 

2 4202529 Streptomyces 
eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Propionispira arboris 
arboris Bacteria; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


NR_029325.1 
71125 


Schwartzia 
Schwartzia 


Clostridiales; Veillonellaceae; Schwartzia. 


172956 Bacteria_16S 
antarctica strain 
Proteob 


Bacteria; 
Pseudoalteromonas 


172956 Bacteria_16S 


dassonvillei subs 


82585 82513 6 78 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 
85652 85576 2 78 gi 


p- dassonvillei strain IMRU 509 16S ri 


265679009 
ce 81499 
nadales; P 


265679006 


bosomal RN 


ref|NR_029317.1 
83011 Pseud 
seudoalteromona 


ref 
A, p 


NR_029314.1 
artial sequ 


fo} 
d 


e 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


172956 Bacteria_16S 
wiegelii strain R 
Firmicu 
172956 Bacteria_16S 
arabaticum strain 
arabaticum Bacter 
172956 Bacteria_16S 


Bacteria; 


cellulans strain 


cellulans Bacteri 


Promicromonospora 


172956 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


172956 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


172956 Bacteria_16S 
modestum strain G 


modestum Bacteria 


172956 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


172956 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


172956 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


172956 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


172956 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


172956 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


172956 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


172956 Bacteria_16S 


strain Z-7191 16S 


Streptosporangineae; Nocardiopsaceae; 
105574 105498 5 81 gi 
t8.Bl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
107093 107021 6 78 gi 


Z-7288 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
119371 119295 8 84 gi 


DSM 43879 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
ceae; Cellulosimicrobium. 

128476 128404 6 78 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 
149591 149519 6 78 
bosomal RNA, partial sequence 


gi 


232244 232172 6 78 gi 
ra Succ 2 16S ribosomal RNA, partial 
; Fusobacteria; Fusobacteriales; Fusob 

548038 547966 6 78 gi 


train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


567966 567894 7 79 gi 
ubrobacteridae; Solirubrobacterales; C 
626860 626788 6 78 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 


634477 634405 6 78 gi 


obacteriales; Fusobacteriaceae; Fusoba 
765506 765434 6 78 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
810048 809976 6 78 gi 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
875250 875174 2 78 gi 
CY-7113 16S ribosomal RNA, partial seq 
eae; Streptosporangium. 

891850 891778 6 78 
ribosomal RNA, partial sequence 


gi 


148511 15001 


6S ribosomal RNA, partial sequence 566874 56834 


625776 62729 


6S ribosomal RNA, partial sequence 633402 63487 


nadales; 


uence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


890778 89219 


ial sequen 
cteria; Al 


265678674 


onexibacte 
265678634 


cter. 
265678628 


cterium. 

265678536 
nce 76438 
nellaceae; 
265678506 
ence 80896 
P 


265678462 


265678450 


ce 546976 54845 
teromonadales; 


8 
P 


ref |NR_028979.1 
3 Conexibacter 
raceae; Conexiba 
ref |NR_028939.1 


ref |NR_028933.1 
3 Fusobacterium 


ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref|NR_028809.1 
8 810417 Pseudo 
seudoalteromonad 


ref|NR_028765.1 
874217 875635 
ales; Streptospo 


v 


ref|NR_028752.1 


Nocardiopsis. 

265678993|ref|NR_029301.1| Thermoanaerobacter 
nce 104486 105949 Thermoanaerobacter wiegelii 
s; Thermoanaerobacteraceae; Thermoanaerobacter. 
265678991|ref|NR_029299.1| Acetohalobium 

uence 106000 107471 Acetohalobium 
iales; Halobacteroidaceae; Acetohalobium. 
265678983 |ref|NR_029291.1| Cellulosimicrobium 
equence 118321 119772 Cellulosimicrobium 
ctinomycetales; Micrococcineae; 

265678977 |ref|NR_029285.1| Pseudoalteromonas 

e 127409 128819 Pseudoalteromonas espejiana 
nadales; Pseudoalteromonadaceae; 
265678963|ref|NR_029271.1| Clostridium rectum 


5 Clostridium rectum Bacteria; 


265678908 |ref|NR_029216.1| Propionigenium 
sequence 231154 232668 Propionigenium 
acteriaceae; Propionigenium. 

265678687 |ref|NR_028992.1| Pseudoalteromonas 


Pseudoalteromonas 
seudoalteromonadaceae; 


Conexibacter woesei 


woesei Bacteria; 


cter. 
Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Mitsuokella 
kella jalaludinii 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Streptosporangium 
Streptosporangium 


rangineae; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Acrocarpospora 
8 Acrocarpospora 


sporangineae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

172956 Bacteria_16S 938179 938107 6 78 gi|265678420|ref|NR_028722.1 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoa 
Pseudoalteromonas. 

172956 Bacteria_16S 1099708 1099632 2 78 gi|265678310|ref|NR_028612.1 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 110009 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptosporangiaceae; Acrocarpospora. 

172956 Bacteria_16S 1108827 1108751 2 78 gi|265678303|ref|NR_028605.1 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microbispora. 

172956 Bacteria_16S 1140650 1140578 6 78 gi|253680763|ref|NR_028011.1 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 114102 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Sali 


Salinisphaera. 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


172956 Bacteria_16S 
lucentensis strai 
Proteob 
172956 Bacteria_16S 


Bacteria; 


pacificum DSM 126 


DSM 12653 Bacteri 
Carboxydibrachium. 
172956 Bacteria_16S 
DSM 14365 16S rib 
Proteob 
172956 Bacteria_16S 


Bacteria; 


strain Se-3111 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 
brockii subsp. br 


strain HKI 0122 1 


Bacteria; Actinob 


Beutenbergia. 


172956 Bacteria_16S 
metallidurans str 


metallidurans CH3 
Cupriavidus. 


172956 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


172956 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


172956 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 


Pseudoalteromonas. 
172956 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


brockii subsp. 


Thermoanaerobacte 


osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1222226 1222150 8 84 gi 
S ribosomal RNA, partial sequence 


1314185 13141095 81 gi 
ockii strain HTD4 16S ribosomal RNA, 


acteria; Actinobacteridae; Actinomycet 


1338739 1338668 8 
ain CH34 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


79 gi 
partial se 
Betaproteo 


1358539 1358467 6 78 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1360007 1359935 8 80 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

1403629 1403557 6 78 gi 

16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 


1405129 1405057 4 76 
ribosomal RNA, partial sequence 


gi 


1209193 12106 
Nann 


ales; 
219878356 


1221167 12226 
ococcineae 


228718892 


ales; 


228721484 
quence 
bacteria; 


228720055 
tial seque 
acteriales 
228720024 
quence 
bacteria; 


219857444 
14026 
nadales; P 


219857153 


1404010 14055 


partial se 

Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacte 
172956 Bacteria_16S 


Micr 


1151172 1151104 6 74 gi|253680756|ref|NR_028004.1| Thalassospira 
n QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
acteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
1195118 1195042 5 81 gi|228715634|ref|NR_027536.1| Carboxydibrachium 
53 16S ribosomal RNA, partial sequence 1194029 1195514 Carboxydibrachium pacificum 
a; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
1210314 1210242 4 76 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_025495.1| Salana multivorans 
13 Salana multivorans Bacteria; 

; Beutenbergiaceae; Salana. 
ref|NR_027577.1| Thermoanaerobacter 
quence 1313094 1314606 


rales; Thermoanaerobacteraceae; Thermoanaerobacter. 
1334228 1334152 8 84 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
6S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 


ococcineae; Beutenbergiaceae; 


ref|NR_027607.1 


1337638 133913 


Burkholderiales; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


ref 
nce 


NR_027588.1 
135754 

; Fusobacteriace 
ref|NR_027587.1 
1358923 136041 


Burkholderiales; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


ref|NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


ref|NR_024781.1| Haliangium tepidum 
17 Haliangium tepidum Bacteria; 


Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

172956 Bacteria_16S 1482766 1482694 6 78 gi|219878151|ref|NR_025290.1| Fusobacterium 
vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 

172956 Bacteria_16S 1506682 1506606 5 81 gi|219846365|ref|NR_025956.1| Thermoanerobacter 

lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacteraceae; Thermoanaerobacter. 
1721071 1720999 6 78 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 


172956 Bacteria_16S 
16S ribosomal RNA, partial sequence 1719990 17214 


strain WAL 14325 
Fusobacteria; Fus 


172956 Bacteria_16S 


strain DSM 44494 


strain DSM 1672 1 
Firmicutes; Clost 


172956 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


172956 Bacteria_16S 


strain VencChi2 16 
Fusobacteria; Fus 


172956 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; 


1740823 1740747 2 78 


Stre 


1748464 1748392 6 78 gi 


172956 Bacteria_16S 


cterium. 
219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


ptosporang 
219878375 


6S ribosomal RNA, partial sequence 1747351 17488 


halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


Nocardiopsis. 


59 Cetobacterium somerae Bacteria; 


ref|NR_025519.1| Nocardiopsis halophila 
36 Nocardiopsis halophila Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025514.1|] Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 


ridia; Clostridiales; Veillonellaceae; Megamonas. 

1754547 1754475 6 78 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
n KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

1831982 1831910 6 78 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
obacteriales; Fusobacteriaceae; Ilyobacter. 

1853256 1853180 2 78 gi|219878299|ref|NR_025438.1| Thermobifida 
train TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermobifida. 

1877593 1877517 2 78 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 


1876505 1878009 Nocardiopsis 
Streptosporangineae; 


172956 Bacteria_16S 
burkinensis strai 
burkinensis Bacte 
172956 Bacteria_16S 
6S ribosomal RNA, partial sequence 2050314 20518 


strain DSM 5192 1 
Firmicutes; 


strain KS9 16S ri 


Clost 
172956 Bacteria_16S 


ridia; Clostridiales; Veillonellaceae; 
2253308 2253232 2 78 gi 
bosomal RNA, partial sequence 


2252243 22536 


Anaerosin 
219857564 


96 Nocardiopsis 


2049854 2049782 6 78 gi|219878159|ref|NR_025298.1| Anaeroarcus 
n DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
ria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 
2051415 2051343 6 78 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 
us. 


ref|NR_025152.1| Nocardiopsis composta 


composta Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
172956 Bacteria_16S 2271876 2271804 6 78 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

172956 Bacteria_16S 2273348 2273276 6 78 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

172956 Bacteria_16S 2291544 2291472 6 78 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

172956 Bacteria_16S 2388394 2388318 5 81 gi| 219857468 |ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
172956 Bacteria_16S 2447737 2447665 6 78 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

172956 Bacteria_16S 2512665 2512589 2 78 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
172956 Bacteria_16S 2566865 2566793 6 78 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

172956 Bacteria_16S 2670692 2670616 2 78 gi|219857210|ref|NR_024838.1| Microbispora mesophila 


strain JCM 3151 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Microbispora. 
172956 Bacteria_16S 2693223 2693147 2 78 gi 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


172956 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


172956 Bacteria_16S 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


172956 Bacteria_16S 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


172956 Bacteria_16S 


strain JCM 9373 1 
Actinobacteria; A 
Planomonospora. 


172956 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


172956 Bacteria_16S 


strain JCM 3166 1 
Actinobacteria; A 
Planobispora. 


parontospora subs 


Actinomycetales; 


TT 00-51 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 
eae; Planotetraspora. 

2747203 2747131 6 78 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2751566 2751490 2 78 gi 
in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
eae; Microtetraspora. 

2753060 2752984 2 78 gi 
JCM 9374 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 
eae; Planomonospora. 
2754556 2754480 2 


78 gi 


ctinobacteridae; Actinomycetales; Stre 
2819394 2819318 2 78 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 

2820887 2820811 2 


78 gi 


6S ribosomal RNA, partial sequence 2669632 26710 


6S ribosomal RNA, partial sequence 2753496 27549 


6S ribosomal RNA, partial sequence 2819828 28212 


ptosporang 
219857193 
quence 
ctinomycet 
219857156 
equence 
e; Acti 


219857152 
quence 


; Actin 


v omy 


219857151 
quence 


ctinomycet 


219857150 
ptosporang 


19856911 


2 
1 sequence 
e; 


219856910 


87 Microbispora 
inea 


nomycet 


ceta 


ales 


Actinomycet 


70 Planobispora 


mesophila Bacteria; 


e; Streptosporangiaceae; 
NR_024821.1 
3 


Oo 


Planotetraspora 
9 Planotetraspora 
Streptosporangineae; 
ref|NR_024784.1 

2746146 274749 
ales; Coryne 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


ref|NR_024780.1 
2750506 275194 
les; Strepto 


ref|NR_024779.1 
2752000 275344 
Streptospo 


Planomonospora 
5 Planomonospora 
rangineae; 


’ 


ref|NR_024778.1| Planomonospora alba 


39 Planomonospora alba Bacteria; 
inea 


e; Streptosporangiaceae; 
ref|NR_024732.1 
2818334 281977 


ales; Strept 


Planomonospora 
7 Planomonospora 
osporangineae; 
ref Planobispora rosea 
rosea Bacteria; 


NR_024731.1 


ctinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
172956 Bacteria_16S 2822381 2822305 2 78 gi|219856909|ref|NR_024730.1| Planomonospora 
p- antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Streptosporangiaceae; Planomonospora. 
3011462 3011386 8 84 gi|219846916|ref|NR_026508.1| Modestobacter 


172956 Bacteria_16S 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 


3010413 3011894 Modestobacter 


multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 


172956 Bacteria_16S 
propionica strain 


Bacteria; 


mathranii strain 
Bacteria; 


strain DSM 43311 


Microtetraspora. 


172956 Bacteria_16S 
lucentensis strain DSM 44048 16S ribosomal RNA, partial 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; 


172956 Bacteria_16S 


strain DSM 40297 


172956 Bacteria_ 
strain DSM 43377 


Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


172956 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


172956 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


172956 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


172956 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
172956 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


172956 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


172956 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


172956 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


172956 Bacteria_16S 


luteoviolacea str 


luteoviolacea Bacteria; 


Pseudoalteromonas 


172956 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial seq 


aurantia Bacteria 
Pseudoalteromonas 


172956 Bacteria_16S 


atlantica strain 


atlantica Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudoalteromonas 


Firmicutes; 
172956 Bacteria_16S 


3081139 3081067 8 80 gi 


3174659 3174583 5 81 gi 
A3 16S ribosomal RNA, partial sequence 
Clostridia; Thermoanaerobacterales; 
3251934 3251858 2 78 gi 


3256444 3256368 2 78 gi 


Nocardiopsis. 


3257957 3257881 2 78 gi 


U-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurellales; 
172956 Bacteria_16S 


Strept 


s 


219846868 
30800 


219846805 
31735 


219846750 
equence 
Actinomycetales; 


219846749 


osporangineae; 


ref|NR_026460.1 
33 3081558 Desul 
Desulfurellaceae; 
ref|NR_026397.1 


ref |NR_026345.1 


ref|NR_026342.1 
3255372 325683 


ref|NR_026341.1 


65 3175071 Thermo 
Thermoanaerobacteraceae; 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Desulfurella 


furella propionica 


Desulfurella. 
Thermoanaerobacter 


Nocardiopsis 
2 Nocardiopsis 


Streptosporangineae; 


anaerobacter mathranii 
Thermoanaerobacter. 
Microtetraspora glauca 
28 Microtetraspora glauca Bacteria; 
Streptosporangiaceae; 


Nocardiopsis listeri 


16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 


45 Nocardiopsis listeri Bacteria; 


eae; Streptosporangium. 


3370554 3370478 2 78 gi 
Actinobacteria; Actinobacteridae; Actin 
eae; Streptosporangium. 

3372053 3371977 2 78 gi 
43023 16S ribosomal RNA, partial sequenc 


acteria; Actinobacteridae; Actinomycetal 


3390271 3390199 6 78 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3391774 3391702 6 78 gi 


obacteriales; Fusobacteriaceae; Propioni 


in NCIMB 8614 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacteri 
3423459 3423387 6 78 gi 
ain NCIMB 1893 16S ribosomal RNA, partia 
Proteobacteria; Gammaproteobacter 


3426419 3426347 6 78 gi 
; Proteobacteria; Gammaproteobacteria; 


3427900 3427828 6 78 gi 
IAM 12927 16S ribosomal RNA, partial seq 


172956 Bacteria_16S 


219846670 
M 44125 16S ribosomal RNA, partial sequence 


219846669 
33709 
Streptosporangineae 


e 
es; 


219846652 
al sequence 
Thermales; 
219846651 
6S ribosomal RNA, partial sequence 3390715 33921 
genium. 


a; 


219846629 


219846627 


uence 


Alteromonadales; 


219846626 


uence 


3445462 3445390 6 78 gi 


219846613 


omycetales; 


sequence 3420894 34223 
Alteromonadales; 


4. sequence 3422380 34238 
ia; Alteromonadales; 


Alteromonadales; 


NR_026262.1 
3369499 337094 
Streptospora 


ref|NR_026261.1 
99 3372445 Strept 


NR_026244.1 

338924 
Thermaceae; 
ref|NR_026243.1 


2 
Pseu 


NR_026221.1 
1 
Pse 


ref 


ref|NR_026219.1 
3425334 342676 
Pseudoal 


ref |NR_026218.1 
3426820 342824 
Pseudoa 


ref 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
16S 3259469 3259393 2 78 gi|219846748|ref|NR_026340.1| Nocardiopsis alba 
16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis alba Bacteria; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
3260979 3260903 2 78 gi| 219846747 |ref|NR_026339.1| Nocardiopsis 
p- albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

3367558 3367482 2 78 gi|219846672|ref|NR_026264.1| Streptosporangium 
n DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Streptosporangium. 

3369058 3368982 2 78 gi|219846671|ref|NR_026263.1| Streptosporangium 
DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 


Meiothermus 


3418940 3418868 8 80 gi|219846632|ref|NR_026224.1| Gluconobacter 

IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 

a; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
3421974 3421902 6 78 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 


9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 


1lteromonadaceae; 


Succiniclasticum 


NR_026205.1 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 


Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; Veillonellaceae; 


Succiniclasticum. 


Streptosporangiaceae; 


4 3390664 Meiothermus 
Meiothermus. 
Propionigenium maris 
40 Propionigenium maris Bacteria; 


172956 Bacteria_16S 


strain DSM 4954 1 


strain NCFB 3026 
Fusobacteria; Fus 


172956 Bacteria_16S 
faecium strain AC 
Firmicu 
172956 Bacteria_16S 
periodonticum str 


Bacteria; 


periodonticum Bac 


172956 Bacteria_16S 


nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


172956 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


172956 Bacteria_16S 


strain LK6 16S ri 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methyloca 
172956 Bacteria_16S 3735275 3735199 2 78 gi|219846411|ref|NR_026002.1 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 373565 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Microbispora. 

172956 Bacteria_16S 3741123 3741047 2 78 gi| 219846407 |ref|NR_025998.1 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microt 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Microtetraspora. 

172956 Bacteria_16S 3742587 3742511 2 78 gi|219846406|ref|NR_025997.1 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


172956 Bacteria_16S 


strain IFO 14094 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
172956 Bacteria_16S 3772564 3772494 8 78 gi| 219846383 |ref|NR_025974.1 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 377289 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
Geobacter. 

172956 Bacteria_16S 3840707 3840631 8 84 gi|219846335|ref|NR_025925.1 
aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blasto 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geoderma 
Blastococcus. 

172956 Bacteria_16S 3855862 3855791 8 79 gi|219846325|ref|NR_025915.1 


strain Td-21 16S 


Proteobacteria; B 


172956 Bacteria_16S 


brockii subsp. fi 


Thermoanaerobacter brockii subsp. 


Thermoanaerobacte 


172956 Bacteria_16S 


strain IFO 15474 


Herbidospora. 


172956 Bacteria_16S 


aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas 


172956 Bacteria_16S 


strain YIM 90010 


canifelinum strai 
canifelinum Bacte 


172956 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


172956 Bacteria_16S 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 


3476042 3475970 6 78 gi 


3500251 3500179 6 78 gi 
obacteriales; Fusobacteriaceae; Cetoba 
3585551 3585479 6 78 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3619075 3619003 6 78 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3620456 3620384 6 78 gi 
animalis strain NCTC 12276 16S ribosomal 
animalis Bacteria; 


bosomal RNA, complete sequence 


ribosomal RNA, partial sequence 
Strept 


3744048 3743972 2 78 gi 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3883439 3883363 5 81 gi 
nnii strain AKo-1 16S ribosomal RNA, p 


Oc 
ar 


Thermo 
gi 


rales; Thermoanaerobacteraceae; 
3901854 3901778 2 78 


an 


Strept 
4053033 4052961 6 78 gi 

3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


ne 
na 


4062038 4061962 2 78 gi 
Stre 
4182572 4182500 6 78 gi 
n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 


4188607 4188539 8 76 gi 


pt 


s 
so 


rochaetales; Brachyspiraceae; Brachyspir 


219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172956 Bacteria_16S 


ne 
219846576 
16S ribosomal RNA, partial sequence 3499171 35006 
ct 
219846519 
en 
ne 
219846493 
se 
Fu 
219846492 


Fusobacterium. 

3621837 3621765 6 78 gi|219846491|ref|NR_026083.1 
fusiforme strain SOR 16S ribosomal RNA, partial sequence 362084 
fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriac 

3652392 3652320 8 80 gi|219846470|ref|NR_026062.1 


3651286 36527 


3741557 37429 


219846405 
16S ribosomal RNA, partial sequence 3743020 37444 


3854781 38562 
219846307 
finnii Bacteria; 


219846294 
16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846185 


219846178 
16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; 


172956 Bacteria_16S 219846089 


219846084 
6S ribosomal RNA, partial sequence 4187537 41889 


ref|NR_026184.1 


bacterineae; Nocardiacea 
ref|NR_026168.1 
73 Cetobacterium 
erium. 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref |NR_026084.1 
RNA, partial sequence 
Fusobacteria; 


ce 35844 
llaceae; 


quence 
sobacter 


76 Methylocaldum 


osporangineae; Streptosp 


ref|NR_025996.1 


yclaceae; Azoarcus. 
ref |NR_025897.1 
tial sequence 388233 
Firmicutes; 
aerobacter. 
ref |NR_025884.1 
68 Herbidospora 


osporangineae; Streptos 


p 
ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


e 40519 
dales; P 


ref|NR_025768.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref|NR_025674.1 


osporang 


rs 


equence 
bacteria 


a. 


4214299 4214227 6 78 gi 


219846065 


Clostridia; 


Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Cetobacterium ceti 
ceti Bacteria; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Fusobacterium 
8 Fusobacterium 
erium. 

Fusobacterium 

3619459 3620789 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Geobacter 

0 Geobacter 

Geobacteraceae; 


, 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Thermoanaerobacter 
8 3883860 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 
Pseudoalteromonas 
alteromonas aliena 


aceae; 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Fusobacterium 

4 Fusobacterium 

ium. 

Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


ref|NR_025655.1 
4213214 421471 


Pseudoalteromonas 
3 Pseudoalteromonas 


translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


172956 Bacteria_16S 4215854 4215782 6 78 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

172956 Bacteria_16S 16063 15992 8 79 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

172956 Bacteria_16S 79602 79531 8 79 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

172956 Bacteria_16S 125442 125363 4 83 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

172956 Bacteria_16S 195482 195411 8 79 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 

172956 Bacteria_16S 267282 267211 8 79 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

172956 Bacteria_16S 291544 291469 5 80 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 
strain Kol5a 16S ribosomal RNA, partial sequence 290399 291962 Aquifex pyrophilus Bacteria; 
Aquificae; Aquificales; Aquificaceae; Aquifex. 

172956 Bacteria_16S 306709 306638 8 79 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

172956 Bacteria_16S 315848 315777 8 79 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

172956 Bacteria_16S 317312 317241 8 79 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

172956 Bacteria_16S 482274 482203 8 79 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

172956 Bacteria_16S 506986 506911 2 77 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

172956 Bacteria_16S 529802 529731 8 79 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

172956 Bacteria_16S 534332 534261 8 79 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

172956 Bacteria_16S 802411 802340 7 78 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

172956 Bacteria_16S 816162 816091 6 77 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 


Bacteria; Actinob 
Pseudonocardia. 


172956 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


172956 Bacteria_16S 
6S ribosomal RNA, partial sequence 877138 87856 


strain AS4.0578 1 
Actinobacteria; A 


172956 Bacteria_16S 


salivarius strain 
salivarius Bacter 


172956 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
855505 855434 8 79 gi| 265678475 |ref|NR_028778.1 
train M 5 16S ribosomal RNA, partial sequence 854408 855931 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
eae; Propionibacterium. 
878199 878128 8 79 gi|265678460|ref|NR_028763.1 


172956 Bacteria_16S 


strain LK2-10 16S 


ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 

933569 933494 3 78 gi| 265678423 |ref|NR_028725.1 

HO 66 16S ribosomal RNA, complete sequence 932436 934005 

ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 

1031710 1031639 8 79 gi| 265678357 |ref|NR_028659.1 

n TT1-11 16S ribosomal RNA, partial sequence 1030633 103211 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
e; Micromonospora. 

1048630 1048559 8 79 gi| 265678346 |ref|NR_028648.1 


seudonocardiaceae; 
Propionibacterium 
Propionibacterium 


ionibacterineae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lactobacillus 
Lactobacillus 
Micromonospora 

4 Micromonospora 
osporineae; 


Micromonospora eburnea 


1047573 1049049 Micromonospora eburnea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


172956 Bacteria_ 
strain YIT 0455 1 
Lacto 
172956 Bacteria_ 
aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 
172956 Bacteria_ 
strain R 16S ribo 


Firmicutes; 


Proteobacteria; Alphapro 


fever group. 


172956 Bacteria_ 
thermotolerans st 
thermotolerans Ba 


Pseudomonas. 


172956 Bacteria_ 
1279 16S ribosoma 
Deinococcus-Thermus; 
172956 Bacteria_ 


multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nakamurella. 


44233 16S ribosomal RNA, partial seque 


nce 


11607 
omycetales 


’ 


39 1162206 Nakamu 
Fr 


ankineae; N 


a 


16S 1083106 1083031 3 78 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
6S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 
16S 1110326 1110255 7 78 gi| 265678302 |ref|NR_028604.1| Collinsella 
n JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
ria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
; Collinsella. 
16S 1130014 1129943 8 79 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
somal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
teobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
16S 1145209 1145138 8 79 gi|253680760|ref|NR_028008.1| Pseudomonas 
rain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
cteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
16S 1158719 1158644 3 78 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1 RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococci; Thermales; Thermaceae; Meiothermus. 
16S 1161794 1161719 8 83 gi|228721225|ref|NR_027604.1| Nakamurella 


rella multipartita DSM 
kamurellaceae; 


172956 Bacteria_16S 1219188 1219117 8 79 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

172956 Bacteria_16S 1440308 1440237 8 79 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
172956 Bacteria_16S 1452434 1452363 8 79 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

172956 Bacteria_16S 1526387 1526312 3 78 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

172956 Bacteria_16S 1532436 1532365 8 79 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

172956 Bacteria_16S 1549258 1549187 8 79 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 


Proteobacteria; 


2782 Bacteria; 


Proteobacteria; 


entericus strain 


entericus Bacteri 
172956 Bacteria_16S 
saxobsidens strai 
saxobsidens Bacte 


Blastococcus. 


172956 Bacteria_16S 
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intestinalis Bact 
172956 Bacteria_16S 
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kongjuensis Bacte 
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172956 Bacteria_16S 


B 
172956 Bacteria_16S 
papyrosolvens DSM 
Fi 
172956 Bacteria_16S 
strain SP1402 16S 
G 
172956 Bacteria_16S 
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mediatlanticus Ba 
172956 Bacteria_16S 
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1577645 1577570 3 78 gi 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 
1579196 1579125 8 79 gi 
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1681266 1681195 8 79 gi 
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cteria; Deinococcus-Thermus; Deinococc 
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in DSM 6629 16S ribosomal RNA, partial 
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ria; Actinobacteria; Actinobacteridae; 
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to. 


qu 


ua. 


se 


ce 15765 
stridiac 


nce 
Thermal 


219878361 
eq 
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ue 
Actinomyc 


nce 


219878310 


equence 
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m. 
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ref 
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ref 
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ref 
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xr 

Clostridiu 
NR_025972.1 


e; Pseudomon 
NR_025560.1 
a 
Thermaceae; 
NR_025500.1 
0 
reptococcus. 
NR_025482.1 
1 
es; Frankine 
NR_025449.1 
6 
Lactobacill 


Clostridium 
idium papyrosolvens DSM 


m. 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 

Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Streptococcus 
1 Streptococcus 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Lactobacillus 
1 Lactobacillus 
us. 


NR_025384.1 


es; Pseudono 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


NR_025294.1 


Streptomyces 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 


stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


Strept 


omycineae; 


172956 Bacteria_16S 2077321 2077250 8 79 gi 
propionicum strain DSM 43307 16S ribosomal RNA, partial 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 

172956 Bacteria_16S 2081991 2081920 8 79 gi 
avidum strain DSM 4901 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Propionibacterium. 
172956 Bacteria_16S 


nc 
al 
2109353 2109278 3 


78 gi 


219878138 
s 
Actinomyc 


219878135 


219873437 


ref|NR_025277.1 
2076251 207775 
etales; Propioni 


equence 


ref|NR_025274.1 
23 2082426 Propio 
ionibacterineae; 


20809 
Prop 


e 
es; 


ref|NR_026099.2 


strain P-1 16S ri 
Firmicutes; Clostridia; Clostridiales; 
172956 Bacteria_16S 2147155 2147084 8 
strain Pss 26 16S 


bosomal RNA, partial sequence 
Clostridiaceae; 


79 


ribosomal RNA, partial sequence 


2108290 21097 
Clostridiu 
gi| 219857637 
2146078 21475 
udomonad 


se a 


cea 


NR_025226.1 
31 Pseudomonas jinjuensis Bacteria; 
Pseudomo 


n 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
172956 Bacteria_16S 2194155 2194080 3 78 gi 
taiwanensis strain WR-30 16S ribosomal RNA, partial seq 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; 
172956 Bacteria_16S 2308161 2308090 8 79 gi 
strain K24 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
172956 Bacteria_16S 2359542 2359471 8 79 gi 
australiense strain LCDC-98A072 16S ribosomal RNA, part 
australiense Bacteria; Actinobacteria; Actinobacteridae 
Propionibacteriaceae; Propionibacterium. 

172956 Bacteria_16S 2562260 2562189 8 79 gi 
strain CIP 105259 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
172956 Bacteria_16S 2583650 2583579 8 79 gi 
strain CIP 104883 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
172956 Bacteria_16S 2682888 2682813 3 78 gi 
straminisolvens strain CSK1 16S ribosomal RNA, partial 
straminisolvens Bacteria; Firmicutes; Clostridia; Clost 
172956 Bacteria_16S 2690280 2690205 5 80 gi 
caldilitoris strain IBSK3 16S ribosomal RNA, partial se 
caldilitoris Bacteria; Aquificae; Aquificales; Aquifica 
172956 Bacteria_16S 2705237 2705162 3 78 gi 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lact 
172956 Bacteria_16S 2724815 2724744 8 79 gi 
strain K97-0003 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 2757669 2757598 7 78 gi 
nagasakiensis strain JCM 11223 16S ribosomal RNA, parti 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostri 
Thermaerobacter. 
172956 Bacteria_16S 2816341 2816270 8 79 gi 
alcaliphila strain AL15-21 16S ribosomal RNA, partial s 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacter 
Pseudomonas. 
172956 Bacteria_16S 2849852 2849781 8 79 gi 
saccharophila strain DSM 654 16S ribosomal RNA, partial 
saccharophila Bacteria; Proteobacteria; Betaproteobacte 
172956 Bacteria_16S 2905239 2905168 7 78 gi 
marianensis strain 7p75a 16S ribosomal RNA, partial seq 
mMarianensis Bacteria; Firmicutes; Clostridia; Clostridi 
Thermaerobacter. 
172956 Bacteria_16S 2920612 2920541 8 79 gi 
plecoglossicida strain FPC951 16S ribosomal RNA, partia 
plecoglossicida Bacteria; Proteobacteria; Gammaproteoba 
Pseudomonas. 

172956 Bacteria_16S 2922175 2922100 3 78 gi 
ruminantium strain GA195 16S ribosomal RNA, partial seq 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridi 
172956 Bacteria_16S 2938601 2938526 2 77 gi 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partia 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Actinoalloteichus. 
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172956 Bacteria_16S 2941635 2941564 8 79 gi 
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172956 Bacteria_16S 2943151 2943080 8 79 gi 
ochraceum strain YU655-43 16S ribosomal RNA, partial se 
ochraceum Bacteri 
Micromonosporaceae; Virgisporangium. 

172956 Bacteria_16S 2971942 2971871 8 79 gi 
resinovorans strain LMG 2274 16S ribosomal RNA, partial 
resinovorans Bacteria; Proteobacteria; Gammaproteobacte 
Pseudomonas. 
172956 Bacteria_16S 2973457 2973386 8 79 gi 
citronellolis strain DSM 50332 16S ribosomal RNA, parti 
citronellolis Bacteria; Proteobacteria; Gammaproteobact 
Pseudomonas. 
172956 Bacteria_16S 3010047 3009972 3 78 gi 
fornicalis strain TV1018 16S ribosomal RNA, partial seq 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lacto 
172956 Bacteria_16S 3269975 3269904 8 79 gi 
strain Feox-1 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Le 
172956 Bacteria_16S 3323267 3323192 3 78 gi 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, parti 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoana 
Incertae Sedis; Thermoanaerobacterium. 
172956 Bacteria_16S 3330889 3330818 8 
strain DSM 43040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 3332417 3332346 8 79 gi 
strain DSM 43039 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 3336904 3336833 6 77 gi 
strain DSM 44183 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172956 Bacteria_16S 3341447 3341376 8 79 gi 
DSM 803 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Micromonospora. 
172956 Bacteria_16S 


79 gi 


3342974 3342903 8 79 gi 


s 
ri 


al 
er 


pt 


al 
er 


ne 


thailandense DSM 


Bacteria; Actinob 
Dactylosporangium. 
172956 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


172956 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


172956 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


172956 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


172956 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


172956 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


172956 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


172956 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


172956 Bacteria_16S 


strain DSM 50071 


43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


3344493 3344422 8 79 gi 
19 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


3346021 3345950 8 79 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 
al 


3347547 3347476 8 79 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3349073 3349002 8 79 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3480580 3480505 4 79 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3579392 3579322 8 78 gi 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
3590196 3590125 8 79 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Id 
3594785 3594710 3 78 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 


1 


se 


a; 


e€0 


1 
di 


ence 


a; 


ia; 


nce 


e 334 


es; 


334 
es; 


334 
es; 


334 
es; 


334 
es; 


quence 
Rhizo 
nella. 


sequen 
ales; 


3629483 3629412 8 79 gi 
16S ribosomal RNA, complete sequence 


219856828 
qu 
a; Actinobacteria; Actinobacteridae; Actinomycet 
219846942 
equence 
Pseud 


219846941 
sequenc 
Pseu 


219846917 
ue 
bacillacea 
219846741 
3268876 32703 
othrix. 

219846704 
sequenc 
obactera 


219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
omonospori 
219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
omonospori 
219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
bacterin 
219846690 
3340376 3341852 Micro 
omonospori 


219846689 


19 


Micr 


219846688 


34 


Micr 


219846687 


49 


Micr 


219846686 


64 


Micr 


219846685 


80 


Micr 
219846589 
sequence 


Actinomyc 


219846523 


bi 


219846516 
3589120 35906 


219846512 


ce 
cl 


219846486 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


’ 


ref|NR_026534.1 
2970861 297232 
omonadales; 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref|NR_026509.1 
3008942 301036 
e; Lactobacillu 
ref |NR_026333.1 


n 


ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref|NR_026290.1 


; Micromonos 
NR_026289.1 


neae 
ref 
neae; Micromonos 
ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026282.1 
monospora rosari 
neae; Micromonos 


’ 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


ref|NR_026280.1 


omonosporineae; 
ref|NR_026279.1 
50 3346425 Micro: 
omonosporineae; 


ref |NR_026278.1 
76 3347951 Micro: 
omonosporineae; 


ref|NR_026277.1 
02 3349477 Micro: 
omonosporineae; 


ref|NR_026181.1 
3479494 348091 
etales; Actinomy 


ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref|NR_026108.1 


ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref|NR_026078.1 


Pseu 


Virgisporangium 
3 Virgisporangium 
porineae; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Lactobacillus 
2 Lactobacillus 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Micromonospora rosaria 
a Bacteria; 

poraceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Micromonospora 


22 3344899 Micromonospora inositola 


Micromonosporaceae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Actinomyces 
5 Actinomyces 
cineae; 


Blastobacter 

9 Blastobacter 

biaceae; Blastobacter. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 


Pseudomonas aeruginosa 


3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


172956 Bacteria_16S 3650851 3650780 8 79 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

172956 Bacteria_16S 3679940 3679869 8 79 gi|219846451|ref|NR_026042.1| Rickettsia 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 3680323 Rickettsia 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

172956 Bacteria_16S 3781660 3781589 8 79 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

172956 Bacteria_16S 3810278 3810207 8 79 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

172956 Bacteria_16S 3846804 3846733 8 79 gi|219846331|ref|NR_025921.1| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

172956 Bacteria_16S 3848294 3848223 8 79 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 

172956 Bacteria_16S 3849784 3849713 8 79 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

172956 Bacteria_16S 3851281 3851206 3 78 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

172956 Bacteria_16S 3852793 3852718 3 78 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

172956 Bacteria_16S 3854344 3854273 8 79 gi|219846326|ref|NR_025916.1| Leptothrix discophora 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 3854730 Leptothrix discophora Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 

172956 Bacteria_16S 3906491 3906420 8 79 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

172956 Bacteria_16S 3935298 3935227 8 79 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

172956 Bacteria_16S 3961908 3961837 8 79 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 

172956 Bacteria_16S 4006146 4006075 8 79 gi|219846221|ref|NR_025811.1| Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

172956 Bacteria_16S 4190150 4190079 8 79 gi| 219846083 |ref|NR_025673.1| Schlegelella 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


172956 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


172956 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


172956 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


172956 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


172956 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 


4163 4093 8 78 gi 
16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 
29886 29816 8 78 gi 
in LA 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Lactobacillales; Lac 
34500 34430 8 78 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
47923 47853 8 78 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
57152 57082 8 78 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 


ue 


al 


172956 Bacteria_16S 


58653 58583 8 78 gi 


1 sequence 
bacteria; 


265679061 


ionellacea 
265679044 


nce 


tobacillac 
265679041 


obacterine 
265679032 
nce 
irillales; 
265679026 
nce 


es; 


265679025 


strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 


4533 


33436 


46828 


56079 
Chro: 


e; 


eae; 


ae; 


mati 


rs 


holderiales; 


ref |NR_029369.1 
Legionella. 
ref |NR_029352.1 

28769 30312 
Lactobacil 
ref |NR_029349.1 

34786 Atopo 
Coriobacter 
ref |NR_029340.1 

48321 Alcan 
Alcanivoracace 
ref |NR_029334.1 

57529 Thioc 
aceae; Thio 


57580 


ref |NR_029333.1 
59029 


189049 419056 
Burk 


1 


b 
i 
i 


a 


Y 
c 


5 Schlegelella 
Comamonadaceae; 


Legionella erythra 


Legionella erythra Bacteria; 


Lactobacillus 
Lactobacillus 

us. 

Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 

Thiocystis violacea 


Thiocystis violacea Bacteria; 


172956 Bacteria_16S 
strain IMMIB D-13 


Tsukamurella. 
172956 Bacteria_16S 
strain DM-2 16S r 
Proteobacteria; 
172956 Bacteria_16S 


Firmicutes; 
172956 Bacteria_16S 


thermophilus Bacteria; 


Methylococcus. 
172956 Bacteria_16S 


104028 103958 8 


78 


gi 


21 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678994|ref|NR_029302.1| Tsukamurella pulmonis 
102976 104435 Tsukamurella pulmonis 
Corynebacterineae; Tsukamurellaceae; 


114753 114683 8 78 gi| 265678986 |ref|NR_029294.1| Syntrophus buswellii 
ibosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

151163 151089 4 78 gi|265678962|ref|NR_029270.1| Clostridium litorale 

strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

180156 180086 8 78 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 

Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

190951 190881 8 78 gi| 265678936 |ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 


Proteobacteria; 
172956 Bacteria_16S 


whittenburyi strain 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 
Methylobacter. 


Methylococcaceae; 
172956 Bacteria_16S 


193971 193901 8 


246249 246179 8 


78 


78 


Gammaproteobacteria; Methylococcales; M 


gi 


gi 


265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
172956 Bacteria_16S 
subsp. rifamycini 
cremea subsp. rif 


172956 Bacteria_16S 


268754 268684 8 


276359 276289 8 


78 


78 


strain Hbl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172956 Bacteria_16S 


296134 296064 8 


78 


gi 


strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 


gi 


265678881 


265678876 


275297 27676 


Epsilonproteobacteria; Campylobacterale 


strain R85-13-6 1 


6S ribosomal RNA, partial sequence 295056 29653 


Actinomycetal 


rtial sequence 
nobacteridae; 


ref 


ref 


ref 


245166 24664 
Corynebacterineae; Nocardiaceae; 


1 Helicobacter 


NR_029206.1 
6 


es; 
NR_029187.1 
267723 


Actinomyceta 


NR_029182.1 


ethylococcaceae; Methylomicrobium. 
265678934|ref|NR_029242.1| Methylobacter 
NA, partial sequence 192873 194334 


Methylococcales; 
Rhodococcus 


Rhodococcus 


Actinomadura cremea 
269132 Actinomadura 
les; 


Helicobacter bilis 


bilis Bacteria; 


s; Helicobacteraceae; Helicobacter. 
gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
6 Helicobacter mustelae Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
172956 Bacteria_16S 367236 367166 8 78 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

172956 Bacteria_16S 380846 380776 8 78 gi|265678801|ref|NR_029106.1| Lactobacillus 


delbrueckii subsp. 
Lactobacillus delbrueckii subsp. 


Lactobacillus. 


indicus strain NCC725 16S ribosomal 


RNA, partial s 
indicus Bacteria; 


Firmicutes; 


equence 


Lactobacillales; 


379741 381255 
Lactobacillaceae; 


172956 Bacteria_16S 382349 382279 8 78 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

172956 Bacteria_16S 385442 385372 8 78 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

172956 Bacteria_16S 399185 399115 8 78 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

172956 Bacteria_16S 403860 403790 8 78 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 405400 405330 8 78 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 


strain A288 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


404351 40583 
Streptosporangineae; 


0 Actinomadura 


Thermomon 


meyerae Bacteria; 


osporaceae; 


172956 Bacteria_16S 410016 409946 8 78 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 414849 414779 8 78 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

172956 Bacteria_16S 445646 445576 8 78 gi| 265678758 |ref|NR_029063.1| Pseudomonas 


rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


444544 446074 Pseudomonas 


172956 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Actinosynnemataceae; 
172956 Bacteria_16S 
strain CFBP 2022 
Proteobacteria; 

172956 Bacteria_16S 
palleroniana stra 
palleroniana Bacteria; 
Pseudomonas. 
172956 Bacteria_16S 
mediterranei stra 


450239 450169 8 


457998 457928 8 


459450 459380 8 
Proteobacteria; 


460928 460858 8 


Pseudonocardiaceae; Amycolatopsis. 


172956 Bacteria_16S 
strain YIM 31530 


172956 Bacteria_16S 


462456 462386 8 


469967 469897 8 


78 


78 


78 


78 


78 


78 


strain A10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
172956 Bacteria_16S 
strain DLE411J 16 
Proteobacteria; 
172956 Bacteria_16S 


471547 471477 8 


511510 511436 4 


78 


S ribosomal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


78 


strain Tf 16S ribosomal RNA, partial sequence 


Firmicutes; 
172956 Bacteria_16S 


Bacillales; 


Bacillaceae; 


544987 544917 8 


Geobacillus. 


78 


IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


172956 Bacteria_16S 
strain TMAO3 16S 
Firmicutes; Clost 
172956 Bacteria_16S 
strain P 513/19 1 
Proteobacteria; 
172956 Bacteria_16S 
strain P 527/13 1 
Proteobacteria; 
172956 Bacteria_16S 
strain P 538/23 1 
Proteobacteria; 
172956 Bacteria_16S 


549612 549542 8 


555740 555670 8 


557282 557212 8 


558826 558756 8 


597941 597871 8 


78 


ribosomal RNA, partial sequence 
ridia; 


78 


78 


78 


78 


strain BCH 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172956 Bacteria_16S 
strain Muenster 2 
Bacteria; Actinob 
172956 Bacteria_16S 
strain Z 4493 16S 
Firmicutes; Clost 
172956 Bacteria_16S 
strain 520-20 16S 
Proteobacteria; 
172956 Bacteria_16S 

H 1 16S ribosomal RNA, 
Clostridia; Clost 
172956 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 
Psychrobacter. 
172956 Bacteria_16S 
frederiksbergensi 
frederiksbergensi 
Pseudomonas. 
172956 Bacteria_16S 
strain 6111 16S r 
Proteobacteria; 
172956 Bacteria_16S 


teria; 


ribosomal RNA, 


631434 631360 8 


632943 632869 4 


Clostridiales; 
640627 640557 8 


643737 643667 8 
partial sequence 


ridiales; Veillonellaceae; 


655715 655645 8 

Proteobacteria; 
672396 672326 8 
Proteobacteria; 


699666 699596 8 


704060 703990 8 


82 


78 


ribosomal RNA, partial sequence 
ridia; 


78 


complete sequence 
Gammaproteobacteria; Pseudomonadales; P 


78 


642624 644123 Sporo 


gi 


ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Saccharothrix. 


gi 


16S ribosomal RNA, partial sequence 456977 45835 
Gammaproteobacteria; Pseudomonadales; P 


gi 


in CFBP 4389 16S ribosomal RNA, partia 
Gammaproteobacte 


gi 


in NT 19 16S ribosomal RNA, partial sequence 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


gi 


468944 47039 
Streptosporang 


gi 


470446 47199 
seudomonadacea 


gi 


510382 51190 


gi 


543951 54542 


gi 


548509 55004 
Clostridiales; Veillonellaceae; 


gi 


6S ribosomal RNA, partial sequence 554659 55615 
Gammaproteobacteria; Pseudomonadales; P 


gi 


6S ribosomal RNA, partial sequence 556201 55769 
Gammaproteobacteria; Pseudomonadales; P 


gi 


6S ribosomal RNA, partial sequence 557743 55923 
Gammaproteobacteria; Pseudomonadales; P 


gi 


596871 59824 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


gi 


000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


631874 63335 
Eubacteriaceae; 


gi 


639529 64105 
seudomonadacea 


gi 


Sporomusa. 


78 


78 


78 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


78 


gi 


ain 116 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; 


gi 


698584 69993 


gi 


P 


265678755 
al sequenc 


265678746 


265678745 
1 sequence 
ria; 


265678744 


265678743 


ionibacter 
265678738 


265678737 


265678711 


265678689 


265678686 


Sporomusa 


265678682 


265678681 


265678680 


265678654 


265678630 
e 63034 
ales; 
265678629 


Acetobacte 
265678624 


265678622 


265678613 


265678601 


265678583 


265678580 


ref 


e 449186 45061 
e; Actinomycet 


ref 


ref 


ref 


ref 


ref 


5 Actinomadura 
inea 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Thi 
ref 


9 631823 Kytoc 
Micrococ 


ref 


ref 


ref 


musa 


ref 


654656 65608 
Pseudomo 


ref 


ial sequence 671276 67277 
Gammaproteobacteria; 


Pse 


ref 


Thi 


458401 45980 
Pseudomon 


459859 461323 
Actinomyceta 


NR_029060.1 
5 
ales; Pseudo 
NR_029051.1 


Pseudomon 
NR_029050.1 
8 


adales; Pseu 


NR_029049.1 


les; Pseudon 


NR_029048.1 


e; Nocardioi 
NR_029043.1 


e; Thermomon 


NR_029042.1 


e; Pseudomon 
NR_029016.1 


NR_028994.1 


Nocardiacea 
NR_028991.1 


NR_028987.1 


e; Pseudomon 
NR_028986.1 


e; Pseudomon 
NR_028985.1 


e; Pseudomon 
NR_028959.1 


obaca. 
NR_028935.1 
° 
cineae; Derm 
NR_028934.1 


NR_028929.1 


e; Pseudomon 
NR_028927.1 
ovata Bacte 


NR_028918.1 
1 
nadales; Mor 
NR_028906.1 
8 
udomonadales 
NR_028888.1 


ocystis. 


ref 


Saccharothrix 
Saccharothrix 
nocardineae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 
seudomonadaceae; 


as. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Amycolatopsis 
Amycolatopsis 


ocardineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
inea 


daceae; Kribbella. 
Actinomadura latina 


latina Bacteria; 


osporaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 
seudomonadacea 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 
seudomonadacea 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 
seudomonadacea 


as. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Kytococcus schroeteri 
ccus schroeteri 

acoccaceae; Kytococcus. 
Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 
rium. 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Sporomusa ovata strain 
ria; Firmicutes; 


Psychrobacter 
Psychrobacter 
axellaceae; 


Pseudomonas 
Pseudomonas 


; Pseudomonadaceae; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


NR_028885.1 


Lamprocystis purpurea 


strain ThSch 12 16S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 


172956 Bacteria_ 
lacustris strain 


Bacteria; Actinob 


Friedmanniella. 
172956 Bacteria_ 


strain 216 16S ri 


Luteococcus. 


172956 Bacteria_16S 
strain 19glyl 16S 
Clost 
172956 Bacteria_16S 
6611 16S ribosoma 
Gammaproteobacter 
172956 Bacteria_16S 


acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
16S 708277 708207 8 78 gi| 265678577 |ref|NR_028882.1 
bosomal RNA, partial sequence 707255 70861 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionib 
726925 726855 8 78 gi|265678564|ref|NR_028868.1 
ribosomal RNA, partial sequence 725825 727319 Succinispira 


Firmicutes; 


halophila strain 
Bacteria; 
Bacteria; 


strain Uedal07 16 
Proteobacteria; 


strain YIM90005 1 


Proteob 
172956 Bacteria_16S 
valvarum strain M 
Proteob 
172956 Bacteria_16S 


G 
172956 Bacteria_16S 


16S 705452 705382 8 78 gi 
EL-17a 16S ribosomal RNA, partial sequ 


ridia; Clostridiales; Veillonellaceae; 
732971 732901 8 78 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
734394 734324 8 78 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
754786 754716 8 78 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
771579 771509 8 78 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
774684 774614 8 78 gi 


Cc 


Cc 


ales; 
265678543 
ence 75371 


265678579 
ence 70441 


Succinisp 
265678560 
731878 733268 Thioc 
apsa. 

265678559 


e 73331 


teriales; 


265678532 
770475 77198 
seudomonad 
265678530 
6S ribosomal RNA, partial sequence 773630 77513 


Chro: 


ref|NR_028884.1 


Friedmanniella 


6 705838 Friedmanniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


ira. 
ref 
apsa 


NR_028864.1 
rosea Bacte 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref|NR_028836.1 


acea 
ref 


e; Cellvibri 
NR_028834.1 


acteriaceae; 


Succinispira mobilis 


mobilis Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


°. 
Prauserella alba 


2 Prauserella alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
172956 Bacteria_16S 777810 777740 8 78 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

172956 Bacteria_16S 785516 785446 8 78 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

172956 Bacteria_16S 790056 789986 8 78 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

172956 Bacteria_16S 799293 799219 4 78 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacte 
172956 Bacteria_16S 822142 822072 8 78 gi|265678498|ref|NR_028801.1 
strain IMT37 16S ribosomal RNA, partial sequence 821061 82256 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
172956 Bacteria_16S 837495 837425 8 78 gi| 265678488 |ref|NR_028791.1 
strain S1 16S ribosomal RNA, partial sequence 836449 83791 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
172956 Bacteria_16S 838981 838911 8 78 gi| 265678487 |ref|NR_028790.1 
strain AC 615 16S ribosomal RNA, partial sequence 837961 83941 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
172956 Bacteria_16S 866276 866206 8 78 gi| 265678468 |ref|NR_028771.1 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Sulfurospirillum. 

172956 Bacteria_16S 876695 876625 8 78 gi|265678461|ref|NR_028764.1 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptomyces. 

172956 Bacteria_16S 879651 879581 8 78 gi| 265678459 |ref|NR_028762.1 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 


Kis 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Sulfurospirillum 
Sulfurospirillum 

Campy lobacteraceae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


172956 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


172956 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


172956 Bacteria_16S 


e; Prochlorococcus. 

904158 904088 8 78 gi| 265678442 
D13 16S ribosomal RNA, partial sequence 90307 
acteria; Gammaproteobacteria; Legionellales; Leg 

913409 913339 8 78 gi| 265678436 
train NRRL B-3298 16S ribosomal RNA, partial seq 
acteria; Actinobacteria; Actinobacteridae; Actin 
ae; Lechevalieria. 

914967 914897 8 78 gi| 265678435 


ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028738.1 
uence 912332 
omycetales; Pseu 


ref 


Legionella gresilensis 
ella gresilensis 
ionella. 

Lechevalieria 

913840 Lechevalieria 
donocardineae; 


NR_028737.1 


pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 


Actinosynnema 
913891 915394 


172956 Bacteria_16S 918119 918049 8 78 gi| 265678433 |ref|NR_028735.1 
strain IEGM 16S ribosomal RNA, partial sequence 917039 91855 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
172956 Bacteria_16S 919684 919614 8 78 gi| 265678432 |ref|NR_028734.1 
strain 213E 16S ribosomal RNA, partial sequence 918602 92011 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
172956 Bacteria_16S 961425 961355 8 78 gi|265678404|ref|NR_028706.1 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudo: 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
172956 Bacteria_16S 964470 964400 8 78 gi|265678402|ref|NR_028704.1 
strain Y9 16S ribosomal RNA, partial sequence 963457 96488 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
172956 Bacteria_16S 1039398 1039328 8 78 gi|265678352|ref|NR_028654.1 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 10398 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
172956 Bacteria_16S 1040907 1040837 8 78 gi| 265678351 |ref|NR_028653.1 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
172956 Bacteria_16S 1042445 1042375 8 78 gi|265678350|ref|NR_028652.1 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
172956 Bacteria_16S 1044005 1043935 8 78 gi| 265678349 |ref|NR_028651.1 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 10444 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
172956 Bacteria_16S 1045561 1045491 8 78 gi| 265678348 |ref|NR_028650.1 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 10459 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
172956 Bacteria_16S 1053137 1053067 8 78 gi| 265678342 |ref|NR_028644.1 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
172956 Bacteria_16S 1054644 1054574 8 78 gi| 265678341 |ref|NR_028643.1 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 105500 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 

Sulfurimonas. 

172956 Bacteria_16S 1089209 1089139 8 78 gi| 265678317 |ref|NR_028619.1 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudo: 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
172956 Bacteria_16S 1090733 1090663 8 78 gi|265678316|ref|NR_028618.1 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 109113 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Nonomuraea. 

172956 Bacteria_16S 1098193 1098123 8 78 gi|265678311|ref|NR_028613.1 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 109859 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 1107270 1107200 8 78 gi|265678304|ref|NR_028606.1 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomu 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nonomuraea. 

172956 Bacteria_16S 1128505 1128435 8 78 gi|253680771|ref|NR_028019.1 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 112890 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; He 
Helicobacter. 

172956 Bacteria_16S 1148177 1148107 8 78 gi|253680758|ref|NR_028006.1 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
172956 Bacteria_16S 1175495 1175425 8 78 gi|228718578|ref|NR_027574.1 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 11758 

Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

172956 Bacteria_16S 1207274 1207200 4 78 gi|228715354|ref|NR_027526.1 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Cateni 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
172956 Bacteria_16S 1226774 1226700 8 82 gi|219878300|ref|NR_025439.1 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isopte 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Prom 
Isoptericola. 

172956 Bacteria_16S 1228312 1228242 8 78 gi| 219878281 |ref|NR_025420.1 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 12287 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
172956 Bacteria_16S 1229848 1229778 8 78 gi|219878280|ref|NR_025419.1 


strain R-4069 16S ribosomal RNA, partial sequence 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Pseudomonas veronii 
monas veronii Bacteria; 

as. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Sulfurimonas 

2 Sulfurimonas 

Helicobacteraceae; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 

Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 

Isoptericola 
ricola variabilis 
icromonosporaceae; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


1228770 1230255 Cellvibrio gandavensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


172956 Bacteria_16S 
strain HI 11/12 1 


172956 Bacteria_16S 
strain CBS 107.95 


172956 Bacteria_16S 


chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 
chloroethenica Bacteria; 


Desulfuromonas. 
172956 Bacteria_16S 


DSM 15272 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Aeromicrobium. 
172956 Bacteria_16S 
strain LM 161 16S 


172956 Bacteria_16S 
lactoaceticus 6A 
Bacteria; 
Sedis; 
172956 Bacteria_16S 
owensensis OL 16S 
Bacteria; Firmicutes; 
Sedis; 
172956 Bacteria_16S 

thermoviolaceus subsp. 


Firmicutes; 


Actinobacteridae; 
172956 Bacteria_16S 
kristjanssonii 17 
kristjanssonii 17 
Family III. 
172956 Bacteria_16S 


7R1B 


YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


172956 Bacteria_16S 


DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


172956 Bacteria_16S 


turnerae strain T7902 16S ribosomal RNA, partial sequence 


Bacteria; 
Teredinibacter. 
172956 Bacteria_16S 
strain 08145 16S 
Proteobacteria; 

172956 Bacteria_16S 
bermudensis HTCC2 
HTCC2503 Bacteria; 
172956 Bacteria_16S 
strain LMG 2210 1 
Proteobacteria; 
172956 Bacteria_16S 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Streptomyces. 


Streptomycetaceae; 


6S ribosomal RNA, 


ribosomal RNA, 


1231411 12313375 


1262910 1262836 4 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1269080 1269010 8 


Proteobacteria; 


1280883 1280813 8 


1300443 1300373 8 


1302033 1301959 5 


16S ribosomal RNA, partial sequence 1300923 13024 


Clostridia; 


Caldicellulosiruptor. 


1305143 1305069 5 


ribosomal RNA, partial sequence 


Clostridia; 


Caldicellulosiruptor. 


1308125 1308055 8 


thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceu 
Actinomycetales; 


1325052 1324978 5 


7R1B strain 16S ribosomal RNA, partial 
Firmicutes; 
Incertae Sedis; Caldicellulosiruptor. 


Bacteria; 


1326546 1326476 8 


1351057 1350987 8 


1378243 1378173 8 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


1382669 1382599 8 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


1391590 1391520 8 


503 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


1415633 1415563 8 


6S ribosomal RNA, partial sequence 1414552 14160 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


1426373 1426303 8 


complete sequence 1230306 12317 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Thermoanaerobacterales; Thermoa 
79 gi| 219846460 
1304017 13055 


Thermoanaerobacterales; Thermoa 
78 gi|228721493 
16S ribos 


Streptomycineae; 


79 gi|219878275 


78 219846681 


12618 


gi 


78 gi| 219846421 


Deltaproteobacteria; Des 


78 gi| 219846091 
1279854 12812 


78 gi| 219846779 


1299363 13008 
79 


gi| 219846639 


Streptomyceta 
gi| 219878140 
sequence 
Thermoana 


79 


Clostridia; 


78 gi|219846136 
1325499 13269 
78 gi|228720546 
1349993 13514 


Cory 
228717562 
13771 


78 gi 


78 gi|228717104 
1381574 13830 
Idiomarinac 
gi|228716336 
13905 
Parvularc 


224581448 


78 


78 gi 


78 gi| 224581441 


Corynebacterineae; 


Propionibacterineae; 


Alteromonadales 


ref|NR_025414.1| Thermocrinis albus 
93 Thermocrinis albus DSM 14484 
ref|NR_026273.1| Dietzia natronolimnaea 


51 1263306 Dietzia natronolimnaea 

Dietziaceae; Dietzia. 

ref|NR_026012.1] Desulfuromonas 
1267974 1269475 Desulfuromonas 


ulfuromonadales; Desulfuromonadaceae; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


ref|NR_025681.1 
10 Aeromicrobium 


ref|NR_026371.1| Kribbella koreensis 

72 Kribbella koreensis Bacteria; 
Nocardioidaceae; Kribbella. 
ref|NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_027616.1| Streptomyces 

omal RNA, partial sequence 

s Bacteria; Actinobacteria; 

ceae; Streptomyces. 

ref|NR_025279.1| Caldicellulosiruptor 
1323941 1325448 Caldicellulosiruptor 

erobacterales; Thermoanaerobacterales 


1307063 


ref|NR_025726.1| Nocardia alba strain 
44 Nocardia alba Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_027594.1| Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_027564.1| Teredinibacter 

67 1378635 Teredinibacter turnerae T7901 
genera incertae sedis; 


ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 08145 Bacteria; 
eae; Idiomarina. 
ref|NR_027550.1] Parvularcula 

41 1391995 Parvularcula bermudensis 
ulales; Parvularculaceae; Parvularcula. 
ref|NR_027230.1| Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
aceae; Pseudomonas. 

ref|NR_027223.1| Streptomyces 

e 1425302 1426811 Streptomyces 

ycetales; Streptomycineae; 


172956 Bacteria_16S 1427938 1427868 8 78 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 1474974 1474904 8 78 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 1490357 1490283 8 82 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

172956 Bacteria_16S 1494816 1494746 8 78 gi|219846703|ref|NR_026295.1| Couchioplanes 


caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 


1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 


172956 Bacteria_16S 1521724 1521654 8 78 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

172956 Bacteria_16S 1527884 1527814 8 78 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

172956 Bacteria_16S 1529388 1529318 8 78 gi|219857434|ref|NR_025022.1| Actinomadura spadix 


strain JCM3146 16 


S ribosomal RNA, partial sequence 


1528339 15297 


96 Actinoallomurus spadix Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

172956 Bacteria_16S 1530898 1530828 8 78 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

172956 Bacteria_16S 1535432 1535362 8 78 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

172956 Bacteria_16S 1538503 1538433 8 78 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

172956 Bacteria_16S 1540064 1539994 8 78 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
172956 Bacteria_16S 1546238 1546168 8 78 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

172956 Bacteria_16S 1547752 1547682 8 78 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

172956 Bacteria_16S 1550724 1550654 8 78 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 


strain B6 16S rib 
Proteobacteria; B 


citratiphilum str 
Bacteria; Proteob 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


172956 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


osomal RNA, partial sequence 


1552192 1552122 8 78 gi 


1564027 1563957 8 78 gi 


e; Amycolatopsis. 


1574589 1574519 8 78 gi 


1576115 1576045 8 78 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


172956 Bacteria_16S 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
172956 Bacteria_16S 1641609 1641539 8 78 gi| 219878449 |ref|NR_025588.1 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 164203 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 
Pseudomonas. 

172956 Bacteria_16S 1643171 1643101 8 78 gi| 219878448 |ref|NR_025587.1 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 16435 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
172956 Bacteria_16S 1644732 1644662 8 78 gi| 219878447 |ref|NR_025586.1 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 16451 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
172956 Bacteria_16S 1666100 1666030 8 78 gi|219878431|ref|NR_025570.1 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

172956 Bacteria_16S 1673669 1673599 8 78 gi|219878426|ref|NR_025565.1 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 167407 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseud 
Pseudonocardiaceae; Amycolatopsis. 

172956 Bacteria_16S 1675192 1675122 8 78 gi| 219878425 |ref|NR_025564.1 


1640049 1639979 8 78 
ribosomal RNA, partial sequence 


gi 


etaproteobacteria; Burkholderiales; Aq 
172956 Bacteria_16S 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
172956 Bacteria_16S 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae; 


1549646 15510 
bacteriu 


ua. 
219857243 
ence 15511 
riales; 
219846103 
ti 


v 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
172956 Bacteria_16S 


do 
219856867 


6S ribosomal RNA, partial sequence 1575051 15765 
nocardin 


do 
219878450 


1638983 16404 


balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 


Aq 


al seque 
Actinomy 


nocardin 


61 Aquabacterium 
m. 
ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref|NR_025693.1 
nce 156296 
cetales; Pseudon 


ref |NR_024687.1 


Actinosynne 
NR_024686.1 


eae; 
ref 


Actinosynne 
NR_025589.1 


eae; 
ref 


parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Amycolatopsis 
4 1564361 Amycolatopsis 


ocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Nocardiopsis aegyptia 


69 Nocardiopsis aegyptia Bacteria; 


saceae; Nocardiopsis. 
Pseudomonas 

1 Pseudomonas 

domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


1674127 167557 


Amycolatopsis 
5 Amycolatopsis 


balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


172956 Bacteria_16S 
keratiniphila sub 


1676691 1676621 8 


78 


sp. nogabecina strain DSM 44586 16S ri 


219878424 
bosomal RN. 


gi 


ref 
A, Pp 


NR_025563.1 
artial seque 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
172956 Bacteria_16S 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
172956 Bacteria_16S 
strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 
172956 Bacteria_16S 
ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 
172956 Bacteria_16S 
auripigmenti stra 
auripigmenti Bacteria; 
172956 Bacteria_16S 
strain CFBP 2341 
Proteobacteria; G 
172956 Bacteria_16S 
strain TOl 16S ri 
Proteobacteria; G 
172956 Bacteria_16S 


eria; 


namibiensis strain HAG 010767 16S ribosomal RNA, partia 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardineae; 


1678208 1678138 8 


1679729 1679659 8 


1691928 1691858 8 
Proteobacteria; 
1693506 1693432 4 
Firmicutes; 
1695051 1694981 8 


1696595 1696525 8 


1746932 1746862 8 


Thermomonosporaceae; Actinomadura. 


172956 Bacteria_16S 


1759198 1759128 8 


Pseudonocardiaceae; 


78 


n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


78 


17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


78 


in LMG 19434 16S ribosomal RNA, partia 
Gammaproteobacte 


78 


in OREX-4 16S ribosomal RNA, partial s 
Clostridia; 


78 


16S ribosomal RNA, partial sequence 1693968 169 
ammaproteobacteria; Pseudomonadales; P 


78 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


78 


78 


strain SPR2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


172956 Bacteria_16S 
sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 

172956 Bacteria_16S 


paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 
Brachybacterium. 


Dermabacteraceae; 
172956 Bacteria_16S 
strain ISP 5293 1 


172956 Bacteria_16S 
roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae; 
172956 Bacteria_16S 


1760666 1760592 8 


1763709 1763635 8 


1772566 1772496 8 


1774064 1773994 8 


1775561 1775491 8 


82 


G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


82 


78 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


78 


rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


78 


Amycolato 
219878423 

sequence 
Actinomyc 


gi 


219878422 
16786 
Pseu 


gi 


ales; 
219878413 
1 sequence 
ria; Pseud 


gi 


219878412 
equence 
iales; Pep 
219878411 
54 
seudomonad 
gi| 219878410 
1695512 16970 
seudomonad 
219878376 
1 sequence 
Actinomyc 


gi 


Clostrid 
gi 


gi 


gi| 219878366 
1758120 17596 
nebacterin 
219878365 
uence 

inomycetal 


gi 


219878363 
artial seq 
ridae; Act 


gi 
gi|219878355 


Stre 
gi 


ptomycinea 
219878354 
al sequenc 
ae; Actino: 


’ 


gi| 219878353 


myce 


longisporus strain ISP 5166 16S ribosomal RNA, partial 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 


sequence 
Actinomyc 


172956 Bacteria_16S 


1810575 1810505 8 


78 


strain Kb2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


172956 Bacteria_16S 
strain DSM 5661 1 
Firmicutes; Lacto 
172956 Bacteria_16S 
strain IMSNU 2200 


172956 Bacteria_16S 
strain DSM 2875 1 
Firmicutes; Clost 
172956 Bacteria_16S 
strain DSM 5090 1 
Firmicutes; Clost 
172956 Bacteria_16S 
strain DSM 3132 1 
Firmicutes; Clost 
172956 Bacteria_16S 


bacillales; 


ridia; 


ridia; 


ridia; 


1839623 1839553 8 


1867013 1866943 8 


1882297 1882227 8 


1883873 1883803 8 


1885453 1885383 8 


1926254 1926184 8 


78 


6S ribosomal RNA, partial sequence 1838512 18400 
Lactobacillaceae; 


78 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


78 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


78 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


78 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridiales; Veillonellaceae; 


78 


gi| 219878329 
1809512 18109 
nebacterin 
gi| 219878309 
illus. 

219878290 
18659 
omonospori 
219878278 


Lactobac 
gi 


gi 


Sporomusa 
gi| 219878277 
Ss 
gi| 219878276 


Sporomusa 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


aceae; Pseudomon 
ref|NR_025515.1 

1745863 174730 
etales; Streptos 
ref|NR_025505.1 
eae; Gordoniacea 
ref|NR_025504.1 

1759669 176107 
es; Micrococcine 
ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


ref|NR_025494.1 
83 Streptomyces 
e; Streptomyceta 
ref|NR_025493.1 
e 1773034 177448 
tales; Strep 


ref |NR_025492.1 

1774532 177597 
etales; 
ref |NR_025468.1 
Gordoniacea 


ref|NR_025448.1 
21 Lactobacillus 


ref|NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025417.1 


ref |NR_025416.1 


ref|NR_025415.1 


gi| 219878244 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Actinomadura 

0 Actinomadura 

porangineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Brachybacterium 

3 Brachybacterium 

ae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
eae; 


e; Gordonia. 
Lactobacillus hamsteri 
hamsteri Bacteria; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 
poromusa. 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


ref|NR_025383.1 


Amycolatopsis 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 


albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


172956 Bacteria_16S 
strain CHO0O1A 16S 


172956 Bacteria_16S 


strain DSM 176 16S ribosomal RNA, 


Proteobacteria; 
172956 Bacteria_16S 


strain DSM 169 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172956 Bacteria_16S 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
172956 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
172956 Bacteria_16S 


roseopersicina strain DSM 229 16S ribosomal RNA, partial 
roseopersicina Bacteria; 


172956 Bacteria_16S 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; 
172956 Bacteria_16S 


1935395 1935325 8 


2025312 2025242 8 


2029847 2029777 8 


2057493 2057423 8 


2059032 2058962 8 


2062118 2062048 8 


Proteobacteria; 
2080434 2080364 8 


Propionimicrobium. 
2086597 2086527 8 


78 


ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


78 


78 


Gammaproteobacteria; Chromatiales; Chromatiaceae; 


78 


78 


strain B19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


78 


Gammaproteobacteria; 


78 


78 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172956 Bacteria_16S 
aquiterrae strain 


Nocardioides. 
172956 Bacteria_16S 


illinoisensis strain MVAB Hexl 
illinoisensis Bacteria; 


Alkanindiges. 
172956 Bacteria_16S 
strain DSM 43030 


172956 Bacteria_16S 
elongatus strain 
elongatus Bacteria; 
Microbulbifer. 
172956 Bacteria_16S 


salipaludis strain SM- 


Bacteria; 
172956 Bacteria_16S 


palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 


Pseudonocardiaceae; 
172956 Bacteria_16S 


strain Ps 9-14 16S ribos 


Proteobacteria; 
172956 Bacteria_16S 

umsongensis strain Ps 
umsongensis Bacteria; 
Pseudomonas. 
172956 Bacteria_16S 
strain YIM 90001 


172956 Bacteria_16S 


salitolerans strain PA 5 


salitolerans Bacteria; 
Swaminathania. 
172956 Bacteria_16S 


strain F829 16S ribosoma 
Actinobacteria; Actinoba 


172956 Bacteria_16S 


strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Gw-9 1 
Bacteria; Actinobacteria; 


16S rib 
Actinobacteria; Actinoba 


DSM 681 
Prot 


Proteobacteria; 


16S rib 
Actinobacteria; Actinoba 


2100207 2100137 8 


2107813 2107743 8 
Proteobacteria; 


2110895 2110825 8 


2116980 2116910 8 


2138153 2138083 8 


1 16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; Alteromonadales; 


2139677 2139607 8 


2144145 2144075 8 


2145650 2145580 8 


3-10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Proteobacteria; 


2150248 2150178 8 


2160704 2160630 8 


2162207 2162137 8 


2168361 2168291 8 


Gammaproteobacteria; Oceanospirillales; 


78 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Prop 


78 


16S ribosomal RNA, 
Gammaproteobacteria; 


78 


osomal RNA, partial sequence 2109822 21113 
cteridae; Actinomycetales; 


78 


0 16S ribosomal RNA, partial sequence 
eobacteria; Gammaproteobacteria; Alteromo 


78 


78 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 
Amycolatopsis. 


78 


omal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; Pseudomonad 


78 


78 


osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardineae; 


81 


1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


78 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


78 


gi|219878238 


1934336 1935749 Campylobacter 
Campy lobacteraceae; 


gi|219878179 


complete sequence 2024259 2025708 Isochromatium 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


gi|219878176 
2028754 20301 
gi|219878153 


gi| 219878152 


219878149 
sequence 


gi 


gi|219878136 


gi|219878132 
2085504 20870 
Alcanivor 
219878122 
20991 


gi 


gi|219878115 
complete sequen 
Pseu 
gi| 219873436 
Streptomycinea 
gi| 219857657 


gi|219857643 
A 
219857642 
sequence 

Actin 


gi 


gi| 219857639 
2143068 21445 
gi|219857638 


gi| 219857635 


gi|219857628 


Rhodo 


gi| 219857627 
2161153 21625 


gi|219857623 


Actinomycetales; 


Actinomycetales; 


Chromatiales; 


Pseudomonadales; 


ref|NR_025377.1| Campylobacter hominis 
hominis Bacteria; 
Campylobacter. 
NR_025318.1| Isochromatium buderi 


buderi Bacteria; 


ref 


Isochromatium. 
ref |NR_025315.1| Chromatium okenii 
44 Chromatium okenii Bacteria; 
Chromatium. 
ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
Streptomycineae; 


ref|NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 
Streptomycineae; 


ref|NR_025288.1| Lamprocystis 

2061023 2062415 Lamprocystis 
Chromatiaceae; Lamprocystis. 
ref|NR_025275.1| Propionimicrobium 
2079371 2080872 Propionimicrobium 


Actinomycetales; Propionibacterineae; 


ref|NR_025271.1| Alcanivorax jadensis 
02 Alcanivorax jadensis Bacteria; 
acaceae; Alcanivorax. 

ref|NR_025261.1| Nocardioides 

38 2100621 Nocardioides aquiterrae 
ionibacterineae; Nocardioidaceae; 


ref|NR_025254.1| Alkanindiges 
ce 2106707 2108239 Alkanindiges 
domonadales; Moraxellaceae; 


ref|NR_025250.1| Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025246.1| Microbulbifer 

115900 2117390 Microbulbifer 

nadales; Alteromonadaceae; 


ND 


ref |NR_025232.1| Microbulbifer 

73 2138564 Microbulbifer salipaludis 

lteromonadaceae; Microbulbifer. 

ref|NR_025231.1| Amycolatopsis 
2138615 2140041 Amycolatopsis 

omycetales; Pseudonocardineae; 


ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_025227.1| Pseudomonas 

2144573 2146027 Pseudomonas 
Pseudomonadaceae; 


ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; Prauserella. 
NR_025217.1| Swaminathania 

159648 2161102 Swaminathania 
spirillales; Acetobacteraceae; 


ref 


is} 


ref|NR_025216.1| Nocardia caishijiensis 
78 Nocardia caishijiensis Bacteria; 
Nocardiaceae; Nocardia. 

ref 


NR_025212.1| Streptomyces speibonae 


2167280 2168769 Streptomyces speibonae Bacteria; 


Streptomycineae; 


Streptomycetaceae; Streptomyces. 


172956 Bacteria_16S 2171453 2171383 8 78 gi|219857621|ref|NR_025210.1 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvi 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
172956 Bacteria_16S 2173004 2172934 8 78 gi|219857620|ref|NR_025209.1 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvi 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
172956 Bacteria_16S 2174429 2174359 8 78 gi|219857619|ref|NR_025208.1 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 217485 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

172956 Bacteria_16S 2188119 2188049 8 78 gi| 219857607 |ref|NR_025196.1 
strain K9951 16S ribosomal RNA, partial sequence 2187032 21885 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
172956 Bacteria_16S 2195665 2195595 8 78 gi|219857602|ref|NR_025190.1 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 219603 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

172956 Bacteria_16S 2219879 2219809 8 78 gi| 219857586 |ref|NR_025174.1 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 221879 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
Pseudomonas. 

172956 Bacteria_16S 2233505 2233435 8 78 gi|219857577|ref|NR_025165.1 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordon 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


172956 Bacteria_16S 
costantinii strain CFBP 5705 16S ribosomal RNA, partial 


costantinii Bacte 
Pseudomonas. 


172956 Bacteria_16S 
thermospinosisporus strain AT10 16S ribosomal RNA, part 
thermospinosisporus Bacteria; Actinobacteria; Actinobac 


Streptomycetaceae 


172956 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


172956 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; 


172956 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; 


172956 Bacteria_16S 


strain L2-TR 16S 
Proteobacteria; 


172956 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


172956 Bacteria_16S 
6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


strain DSM43926 1 


strain A290 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


172956 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; 


172956 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


172956 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


172956 Bacteria_16S 


NRRL B-24104 16S 


Gammaproteobacteria; Pseudomonadales; P 


2235037 2234967 8 78 gi 
s 
ria; Proteobacteria; Gammaproteobacteria 


2261013 2260943 8 78 gi 
ia 
te 
; Streptomyces. 

2277993 2277923 8 78 gi 


5B 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
2284080 2284010 8 78 gi|219857544|ref|NR_025132.1 
bosomal RNA, partial sequence 2282981 2284479 Methylobacter 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methyloba 
2293087 2293017 8 78 gi|219857536|ref|NR_025124.1 
5c 16S ribosomal RNA, partial sequence 2292020 2293474 Helico 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
2299051 2298981 8 78 gi|219857531|ref|NR_025119.1 
ribosomal RNA, partial sequence 2297982 22993 


Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

2306598 2306528 8 78 gi|219857525|ref|NR_025113.1 

in ATCC BAA-173 16S ribosomal RNA, complete sequence 230551 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Tsukamurella. 

2309635 2309565 8 78 gi|219857523|ref|NR_025111.1 


Strept 
2311151 2311081 8 78 gi 
ibosomal RNA, partial sequence 


Strept 


2321837 2321767 8 78 gi 
1 16S ribosomal RNA, partial sequence 
se 
2323389 2323319 8 78 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2332321 2332251 8 78 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


na 


s 
ri 


2342832 2342762 8 78 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


172956 Bacteria_16S 


strain ATCC 49929 


bacterineae; 
219857576 
equence 


219857559 
1 sequence 2259931 2 
ridae; Actinomyceta 


219857548 


osporang 
219857522 
2310109 23115 
osporang 


219857515 


udomonadaceae; 
219857514 


dales; 
219857508 
equence 

a; 


219857500 
2341772 23432 
nocardineae; 


2358026 2357956 8 78 gi 
16S ribosomal RNA, partial sequence 


219857489 


Gordoniacea 
ref |NR_025164.1 

2233956 223544 
Pseudomonadales; 
ref|NR_025147.1 
26145 
les; 


ref|NR_025136.1 


2276893 2278392 Methyl 


ineae; Streptosp 
ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomon 


ref|NR_025103.1 
64 2322265 Pseudo 
Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


23207 


23223 
P 
Campy 
ref 


NR_025088.1 


Pseudonocar 
ref|NR_025077.1 


Cellvibrio fulvus 
brio fulvus Bacteria; 
O°. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
O°. 

Rhodococcus 
9 Rhodococcus 
bacterineae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 
Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Helicobacter 
4 Helicobacter 
licobacteraceae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 


2356968 2358432 Propio 


Propioniferax innocua 
niferax innocua 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Propioniferax. 


172956 Bacteria_16S 
strain IMMIB D-15 


172956 Bacteria_16S 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial 
quisquiliarum Bacteria; 


Methylosarcina. 
172956 Bacteria_16S 
strain AML-C10 16 
Proteobacteria; 
172956 Bacteria_16S 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
172956 Bacteria_16S 
strain AS4.1521 1 


172956 Bacteria_16S 


2383801 2383731 8 


2412789 2412719 8 
Proteobacteria; 


2414354 2414284 8 


2422088 2422018 8 


2438577 2438507 8 


2440094 2440024 8 


78 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


78 


Gammaproteobacteria; Methylococcales; 


78 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococc 


78 


78 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


78 


psychrophilus strain Z-0021 16S ribosomal RNA, 


psychrophilus Bacteria; 


Methylobacter. 
172956 Bacteria_16S 
strain DNP505 16S 


172956 Bacteria_16S 
strain 2074-AUS-E 
Proteobacteria; 
172956 Bacteria_16S 
strain DSM 12769 
Proteobacteria; 

172956 Bacteria_16S 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
172956 Bacteria_16S 


Proteobacteria; 


2497365 2497295 8 


2502008 2501938 8 


2506572 2506502 8 


2518663 2518593 8 


2520208 2520138 7 


Gammaproteobacteria; Methylococcales; 


78 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


78 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; 


78 


16S ribosomal RNA, partial sequence 2505486 25069 
Gammaproteobacteria; Chromatiales; Ectothiorhodos 


78 


ATCC 700122 16S ribosomal RNA, partial sequence 


Actinobacteria; 
172956 Bacteria_16S 


thivervalensis strain SBK26 16S ribosomal RNA, partial 
thivervalensis Bacteria; 


Pseudomonas. 
172956 Bacteria_16S 


brassicacearum strain DBK11 16S ribosomal RNA, partial 
brassicacearum Bacteria; 


Pseudomonas. 
172956 Bacteria_16S 
strain ATCC 4973 
Proteobacteria; 

172956 Bacteria_16S 
capsulata strain 


Nocardioidaceae; 
172956 Bacteria_16S 
strain MHS-3 16S 


172956 Bacteria_16S 
meridiei strain S 
Bacteria; Firmicutes; 
172956 Bacteria_16S 

strain CIP 105469 
Bacteria; 
172956 Bacteria_16S 
strain CIP 105470 
Proteobacteria; 
172956 Bacteria_16S 


mesocricetorum strain MU97-1514 16S ribosomal RNA, part 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
172956 Bacteria_16S 


strain CIP 105274 16S ribosomal RNA, partial sequence 


Coriobacteridae; 


2521762 2521692 8 
Proteobacteria; 
2523242 2523172 8 
Proteobacteria; 


2529314 2529244 8 


2535383 2535313 8 


2542375 2542305 8 


2548491 2548417 4 


Clostridia; 


2556068 2555998 8 


2557634 2557564 8 


2563784 2563714 8 


2571393 2571323 8 


Coriobacteriales; 


16S ribosomal RNA, partial sequence 2528225 25296 
Gammaproteobacteria; Pseudomonadales; P 


Actinomy 

qt gi| 219857364 

2519150 25206 

Coriobacterine 

78 gi| 219857363 
sequence 

Gammaproteobacteria; Pse 

78 gi| 219857362 
sequence 

Gammaproteobacteria; Pse 

78 gi| 219857358 

seudomonad 

78 gi| 219857354 


Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Friedmanniella. 


78 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


78 


10 16S ribosomal RNA, partial sequence 
Clostridiales; 


78 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


78 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


78 


78 


219857471 
23827 


gi 


219857452 
sequence 


gi 


gi|219857451 
2413261 24147 
gi| 219857445 


gi|219857429 


219857428 
sequence 


gi 
complete 


gi| 219857385 
2496307 24977 


219857381 
25009 


gi 


gi| 219857373 


gi| 219857365 


gi|219857349 
2541332 25426 


219857345 
25473 
Peptococcaceae; 
gi| 219857340 
25549 
P 
219857339 
25565 
seudomonad 
219857335 
ial sequen 
Cc 


gi 


gi 


gi 


gi| 219857287 


Actinomycetales; 


ref|NR_025059.1| Nocardia abscessus 
52 2384208 Nocardia abscessus Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_025040.1| Methylosarcina 
2411699 2413210 Methylosarcina 
Methylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 
ref |NR_025033.1] Rhodococcus 

2421026 2422502 Rhodococcus 
Corynebacterineae; 


ref|NR_025017.1| Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_025016.1|] Methylobacter 

2438995 2440521 Methylobacter 
Methylococcaceae; 


ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 
Nocardiaceae; Rhodococcus. 
ref|NR_024969.1| Legionella waltersii 
08 2502354 Legionella waltersii Bacteria; 
Legionella. 
ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024953.1| Streptomyces 

2517611 2519099 Streptomyces 
cetales; Streptomycineae; 


ref|NR_024952.1| Slackia exigua strain 
14 Slackia exigua ATCC 700122 Bacteria; 
ae; Coriobacteriaceae; Slackia. 
ref|NR_024951.1] Pseudomonas 

2520665 2522094 Pseudomonas 
udomonadales; Pseudomonadaceae; 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ref|NR_024946.1| Pseudomonas fragi 
82 Pseudomonas fragi Bacteria; 
aceae; Pseudomonas. 
ref|NR_024942.1| Friedmanniella 

2534307 2535783 Friedmanniella 
ales; Propionibacterineae; 


ref|NR_024937.1|] Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
ceae; Hyphomonas. 
ref|NR_024933.1 
74 2548878 Desul 
Desulfosporosinus. 

ref|NR_024928.1| Pseudomonas gessardii 
74 2556489 Pseudomonas gessardii 
seudomonadaceae; Pseudomonas. 
ref|NR_024927.1| Pseudomonas migulae 
40 2558055 Pseudomonas migulae Bacteria; 
aceae; Pseudomonas. 

ref |NR_024923.1| Helicobacter 

ce 2562731 2564150 Helicobacter 
ampylobacterales; Helicobacteraceae; 


Desulfosporosinus 
fosporosinus meridiei 


25702 


ref|NR_024918.1| Pseudomonas jessenii 
99 2571813 Pseudomonas jessenii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


172956 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


172956 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


172956 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


172956 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


172956 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


172956 Bacteria_16S 


strain DSM 43194 


strain DSM 44262 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


172956 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


172956 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


172956 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


172956 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


172956 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


172956 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


172956 Bacteria_16S 


strain MS1-3 16S 
Actinobacteria; A 


172956 Bacteria_16S 


strain IFM 10088 
Actinobacteria; A 


172956 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


172956 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


172956 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


172956 Bacteria_16S 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


2580514 2580444 8 78 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582080 2582010 8 78 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585219 2585149 8 78 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596057 2595987 8 78 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597623 2597553 8 78 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2611461 2611391 8 78 gi 


2612988 2612918 8 78 gi 


2626877 2626807 8 78 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

2657251 2657181 8 78 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2658775 2658705 8 78 gi 
NRRL B-3381 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; A 
Aeromicrobium. 

2660295 2660225 8 78 gi 

16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


2667637 2667567 8 78 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


2669152 2669082 8 78 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 
2672186 2672116 8 78 gi 
psilonproteobacteria; Campylobacterale 
2678257 2678187 8 78 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2688756 2688686 8 78 gi 


ctinobacteridae; Actinomycetales; Cory 
2708325 2708255 8 78 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


2720229 2720159 8 78 gi 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 

2721768 2721698 8 78 gi 
rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteob 
2768090 2768016 4 78 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 
zia. 


172956 Bacteria_16S 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
172956 Bacteria_16S 
16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
172956 Bacteria_16S 


6S ribosomal RNA, partial sequence 2671138 26725 


2677198 26786 


16S ribosomal RNA, partial sequence 2687699 26 


219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857258 


donocardin 
219857257 


donocardin 
219857247 
equence 

; Actinomy 
219857219 
1 sequence 
dae; Actin 


219857218 
sequence 
ctinomycet 


219857217 
26592 
ales; Prop 
219857212 
ence 26665 


ales; Pseu 


219857211 
uence 
inomycetal 


219857208 


s; Helicob 
219857204 


nebacterin 
219857197 
891 
nebacterin 
219857183 
sequence 
eria; Camp 


219857175 
al sequenc 
ae; Actino: 


v 


219857174 
sequence 

acteria; S 
219857139 
al sequenc 
ridae; Act 


2771126 2771056 8 78 gi 


ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; Pseudomonas. 
ref|NR_024889.1| Prauserella rugosa 
91 Prauserella rugosa Bacteria; 
eae; Pseudonocardiaceae; Prauserella. 
ref|NR_024888.1| Amycolatopsis alba 
18 Amycolatopsis alba Bacteria; 
eae; Pseudonocardiaceae; Amycolatopsis. 
ref|NR_024877.1| Tessaracoccus 

2625807 2627271 Tessaracoccus 
cetales; Propionibacterineae; 


Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 


ref|NR_024847.1 
2656189 265766 
omycetales; Prop 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


ref|NR_024846.1 
2657714 265918 
ales; Propioniba 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


’ 


ref |NR_024845.1 
38 2660707 Kribbe 
ionibacterineae 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


v 


ref|NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


ref |NR_024839.1 
2668117 266958 
es; Pseudonocard 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


ref |NR_024836.1 

55 Helicobacter ganmani Bacteria; 

acteraceae; Helicobacter. 

ref|NR_024832.1| Nocardia takedensis 

45 Nocardia takedensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 

13 Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024811.1| Hydrogenimonas 
2707242 2708663 Hydrogenimonas 

ylobacterales; Hydrogenimonaceae; 


Helicobacter ganmani 


Nocardia 
4 Nocardia 
ebacterineae; 


ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


ref |NR_024802.1 

2720705 272211 
ulfurovum. 
ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


Sulfurovum 
0 Sulfurovum 


Dietzia 
5 Dietzia 
rynebacterineae; 


219857137 


ref|NR_024765.1| Rhodococcus jostii 


strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


172956 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


172956 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


172956 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


172956 Bacteria_16S 


strain IFO 13911 


strain IFO 14915 


strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


172956 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


172956 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


172956 Bacteria_16S 


strain JCM 9312 1 


Catenuloplanes. 


172956 Bacteria_16S 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172956 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


172956 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


172956 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


172956 Bacteria_16S 


strain SJS0289-JS 


Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


IFO 16102 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


collinoides strai 
collinoides Bacte 


172956 Bacteria_16S 


strain IFO 16068 
Actinobacteria; A 


172956 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


172956 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


172956 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


172956 Bacteria_16S 


2772666 2772596 8 78 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2783237 2783164 6 79 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2796680 2796610 8 78 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 
2801246 2801176 8 


eq 
Ac 


’ 


gi 
ot 


al 
e; 


78 gi 


2802767 2802697 8 78 gi 


2804288 2804218 8 78 gi 


2805810 2805740 8 78 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2807332 2807262 8 78 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2823932 2823858 5 79 gi 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 
2829958 2829888 8 78 gi 


1 
7 
2 
1 
7 


ue 
ce 


2834531 2834461 8 78 gi 
1 16S ribosomal RNA, partial sequence 
ne 
2854516 2854446 8 78 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2859199 2859129 8 78 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2899094 2899024 8 78 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


na 


na 


nc 
al 


2906744 2906674 8 78 gi 
1 16S ribosomal RNA, partial sequence 
Cory 

gi 


ne 


2940114 2940044 8 
osomal RNA, partial sequence 


78 
Pseudo 
2946253 2946183 8 78 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
2955236 2955166 8 78 gi 


eq 
ob 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2981104 2981034 8 78 gi 


se 


2782197 27 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


omonosp 
219857115 
16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


omonosp 
219857114 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


omonosp 
219857113 


219857136 


uence 
tinomyce 


219857128 


836 


richacea 


219857119 


e 
n 


sequenc 


Acti 


219857116 


0 
fo} 


16 
ri 


0 
fo} 


31 
ri 


0 
fo} 


47 
ri 


seque 
Actin 


n 
O: 


ce 
my’ 


19857112 


sequence 
Actinomy 


219856908 


nce 


ae; Hydr 


219856904 
6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


219856901 


28334 
bacterin 


219856888 


28534 
dales; P 


219856885 


28581 
dales; P 


219856857 


28980 
Prop 


e 
es; 


219856852 


29056 
bacterin 


219856830 
2939058 29405 


nocardin 


219856826 


uence 
acillace 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


ctinobacteridae; Actinomycetales; Corynebacterin 

2968872 2968802 8 78 gi|219846945 
in NM-1 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
eae; Microlunatus. 

2970400 2970330 8 78 gi|219846944 
AA-1042 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
Friedmanniella. 

2975019 2974949 8 78 gi|219846940 


2973936 29754 


udomonad 


219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


omycet 


ref |NR_024764.1 

2771601 277308 
tales; Streptomy 
ref|NR_024756.1 
e; Thiothrix. 
ref |NR_024747.1 
e 2795622 279709 
ales; Microm 


ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 

2804752 280622 
cetales; Micromo 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ref|NR_024729.1 

2822817 282431 
ogenobacter. 
ref|NR_024725.1 


neae; Micromono 


H s 


ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024676.1 
36 2899473 Microp 
ionibacterineae; 


ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_024649.1 


eae; Actinosynne 
ref|NR_024645.1 

2945130 294667 
ae; Lactobacillu 
ref |NR_024639.1 


eae; Gordoniacea 


Streptomyces 
3 Streptomyces 
cineae; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Actinoplanes 
4 Actinoplanes 
onosporineae; 


Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 


nosporineae; 


Hydrogenobacter 
3 Hydrogenobacter 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Pseudomonas savastanoi 
monas Ssavastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Williamsia maris 

msia maris Bacteria; 
eae; Williamsia. 
Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Lactobacillus 

8 Lactobacillus 

Ss. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 


ref|NR_026537.1 
2967820 296928 
les; Propion 
NR_026536.1 
2969338 297081 
tales; Propionib 
ref |NR_026532.1 


aceae; Pseudomon 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 


acterineae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 


ref |NR_026528.1 
2980041 298152 


Streptomyces 
6 Streptomyces 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
172956 Bacteria_16S 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 29861 


Streptomyces. 
2985693 2985623 8 


78 


gi| 219846933 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


172956 Bacteria_16S 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 


172956 Bacteria_16S 


strain IFO 15059 


2987215 2987145 8 


2988741 2988671 8 


78 


78 


16S ribosomal RNA, partial sequence 2987680 29891 


gi| 219846932 |ref 


gi| 219846931 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


172956 Bacteria_16S 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 29906 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
172956 Bacteria_16S 


strain LS-13 16S 


strain 441-1 16S 


tapeticola strain 


2990271 2990201 8 


2991808 2991738 8 


2993298 2993228 8 


2996326 2996252 5 


3008537 3008467 8 


78 


78 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 
172956 Bacteria_16S 


78 


ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Legionellales; 
172956 Bacteria_16S 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 
172956 Bacteria_16S i 
ccc Baja-95 Cl.2 16S ribosomal RNA, partial sequenc 


79 


78 


gi|219846930|ref 


gi| 219846929 |ref 


2990709 2992158 Fluoribacter 
Legionellaceae; Fluoribacter. 


gi| 219846928 |ref 


Actinomycetales; 


NR_026525.1 


NR_026524.1 


NR_026523.1 


NR_026522.1 


NR_026521.1 


NR_026520.1 


Streptomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
Nocardiaceae; 


Nocardia. 
Rhodococcus 


2986156 2987629 Rhodococcus 
Corynebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 
Gordoniaceae; 


Skermania. 
Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


2992209 2993681 Legionella brunensis Bacteria; 


gi| 219846926 |ref 


gi|219846918|ref 


tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 


172956 Bacteria_16S 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Marmoricola. 
172956 Bacteria_16S 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 


Nocardioidaceae; 


3013020 3012950 8 


3023601 3023531 8 


78 


78 


gi|219846915|ref 


gi|219846908 
sequence 


ref 


Legionellaceae; Legionella. 


2995219 299673 


3011945 301344 


Actinomycetales; Propionibacterineae; 


3022528 302398 


NR_026518.1 
NR_026510.1 
e 300750 


NR_026507.1 


NR_026500.1 


Hydrogenobacter 
2 Hydrogenobacter 


Halospirulina 
4 3008891 Halospirulina 


Marmoricola 


1 Marmoricola 


Gordonia 
4 Gordonia 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; 


172956 Bacteria_16S 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 


Gordonia. 


3040329 3040259 8 


78 


gi| 219846896 |ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


172956 Bacteria_16S 
gifhornensis strain HR1- 


deleyianum strain 


Sulfurospirillum 
Campy lobacteraceae; 
172956 Bacteria_16S 
arcachonense strain FI1F6 


Sulfurospirillum. 


172956 Bacteria_16S 


strain CE2203 16S 


strain DSM 11363 


3103644 3103574 8 


Verrucosispora. 
3133646 3133572 8 


3138145 3138075 8 


78 


2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; 
172956 Bacteria_16S 
strain HK1 0089 16S ribo 
Actinobacteria; Actinoba 
172956 Bacteria_16S 


82 


somal RNA, partial sequence 3132587 31340 
cteridae; Actinomycetales; Micrococcineae; De 


78 


gi| 219846853 |ref 


Ww 


gi|219846833|ref 


gi|219846830|ref 


Spirillum 5175 16S ribosomal RNA, partial sequence 


Sulfurospirillum. 
3159560 3159490 8 


3173138 3173068 8 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
172956 Bacteria_16S 


3177732 3177662 8 


78 


16S ribosomal RNA, partial sequence 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; 


78 


Chromatiales; 


78 


16S ribosomal RNA, partial sequence 3176631 31781 


gi| 219846816 |ref 


w 


Campylo 


gi|219846806|ref 


102586 310404 
Actinomyceta 


158497 315992 


NR_026488.1 


Gordoniacea 
NR_026445.1 


les; Micromo 
NR_026425.1 
rmacoccaceae 


NR_026422.1 
313708 


NR_026408.1 
bacterales; 


NR_026398.1 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Verrucosispora 
7 Verrucosispora 
nosporineae; 


Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 
Sulfurospirillum 
4 3138514 


deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Thiorhodococcus minor 


3172065 3173514 Thiorhodococcus minor Bacteria; 


Thi 
ref 


Chromatiaceae; 
gi| 219846803 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadacea 


172956 Bacteria_16S 


3203592 3203522 8 


78 


strain DG-1 16S ribosomal RNA, partial sequence 


Firmicutes; 


172956 Bacteria_16S 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 


172956 Bacteria_16S 
griseocarneus strain DSM 40004 16S ribosomal RNA, 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


172956 Bacteria_16S 


Clostridia; 


3212604 3212534 8 


3236885 3236815 8 


Streptomyces. 
3250428 3250358 8 


Clostridiales; Veillonellaceae; Sporomusa. 


78 


78 


78 


gi| 219846786 |ref 


NR_026395.1 


e; Pseudomon 
NR_026378.1 


orhodococcus. 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Sporomusa silvacetica 


3202501 3203981 Sporomusa silvacetica Bacteria; 


gi|219846780|ref 
Campylo 


gi| 219846763 |ref 


complete sequence 3235806 323732 


Actinomycet 


sequence 3211554 321297 


NR_026372.1 
bacterales; 
NR_026355.1 


ales; Strept 


gi|219846754|ref 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Streptomyces 
0 Streptomyces 
omycineae; 


NR_026346.1 


Nonomuraea salmonea 


strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 3250829 Nonomuraea salmonea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporanginea 


e; Streptosp 


orangiaceae 7 Nonomuraea. 


172956 Bacteria_16S 


strain DSM 43764 


Actinomadura. 


172956 Bacteria_16S 


strain DSM 43067 


Actinomadura. 


172956 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


172956 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; 


strain DSM 8239 1 
Firmicutes; Clost 


172956 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


172956 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


172956 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


172956 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


172956 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


172956 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


172956 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


172956 Bacteria_16S 


G 
172956 Bacteria_16S 


3253433 3253363 8 78 gi 


Strept 


3254931 3254861 8 78 gi 


Strept 
3267018 3266948 8 78 

ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3268436 3268366 8 78 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3276103 3276029 4 78 gi 


gi 


la 


io 


ridia; Clostridiales; Eubacteriaceae; Ac 
3277622 3277548 4 78 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3279131 3279057 4 78 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 


3280650 3280576 4 78 gi 


le 


qu 
es 


ridia; Clostridiales; Eubacteriaceae; Ac 
3282169 3282095 4 78 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283693 3283619 4 78 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285218 3285144 4 78 gi 


s 
ia 


qu 
es 


ridia; Clostridiales; Eubacteriaceae; Ac 
3288256 3288182 6 80 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3321738 3321668 8 78 gi 


en 
he 


les; 


Ss; 


ence 


, 


les; 


ence 


’ 


219846752 
16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; osporang 
219846751 
16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; osporang 
219846743 
3265947 32672 
Leg 
219846742 
3267345 32688 
nellacea 
219846737 
6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 
219846736 
equence 
Eubac 
219846735 


Eubact 
219846734 
6S ribosomal RNA, partial sequence 3279583 32810 
etobacte 
219846733 
equence 
Eub 
219846732 


Eubact 
219846731 
6S ribosomal RNA, partial sequence 3284145 32856 
etobacte 
219846729 
ce 32871 
rmodesul 
219846705 


strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 33221 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172956 Bacteria_16S 


strain DSM 43151 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


172956 Bacteria_16S 
6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


strain DSM 7083 1 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


172956 Bacteria_16S 


strain M17C 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


172956 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


172956 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


172956 Bacteria_16S 


subrutilus strain 


Streptomycetaceae 


ne 


3333912 3333842 8 78 gi 


oc 
3358340 3358266 8 82 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3378142 3378068 8 82 
ibosomal RNA, partial sequence 


1 
e; 


gi 


oc 
3381211 3381141 8 78 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3388817 3388747 8 78 gi 


al 


ammaproteobacteria; Chromatiales; Chroma 
3420495 3420425 8 78 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


en 
na 


es; 


dales; 


3448516 3448446 8 78 
DSM 40445 16S ribosomal RNA, 


gi 


Streptomyces. 


v 


complete sequence 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


bacterin 
219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


omonospori 

3335406 3335336 8 78 gi|219846695 

in DSM 43805 16S ribosomal RNA, partial sequence 

eria; Actinobacteria; Actinobacteridae; Actinomy 
e; Actinoplanes. 

3356777 3356703 8 82 gi|219846679 


occineae 

219846678 

sequence 
Actinomycet 


219846664 
3377063 33785 
occineae 
219846662 
33801 
Cory 
219846653 
16S ribosomal RNA, partial sequence 3387742 33891 
tiaceae; 
219846631 
ce 34194 


P 


219846611 


ref |NR_026344.1 
26 Actinomadura 
ineae; Thermomon 
ref |NR_026343.1 
21 Actinomadura 
ineae; Thermomon 


ref|NR_026335.1 


ione 
ref 


llaceae; Leg 
NR_026334.1 


e; L 
ref 


egionella. 
NR_026329.1 


rium. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


rium. 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref |NR_026297.1 


eae; Gordoniacea 
ref|NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref |NR_026287.1 
3334351 333579 
cetales; Micromo 


ref |NR_026271.1 


; Dermabacterace 
ref |NR_026270.1 

3357257 335877 
ales; Microc 


ref |NR_026256.1 


; Dermacoccaceae 
ref |NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026245.1 


Rhabdochromatiu 
ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026203.1 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Pseudoalteromonas 
alteromonas rubra 
aceae; 


3447437 344895 
Streptomy 


Streptomyces 
2 Streptomyces 
cineae; 


172956 Bacteria_ 
strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 
172956 Bacteria_ 
strain DSM 43205 


172956 Bacteria_ 
strain 


172956 Bacteria_ 


marinonascens str 


DSM43338 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


16S 3450083 3450013 8 
16S ribosomal RNA, 


78 gi 
complete sequence 


16S 3472982 3472912 8 78 gi 


16S 3474517 3474447 8 
16S ribosomal RNA, 


78 gi 
complete sequence 


16S 3477566 3477496 8 78 gi 


acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ain DSM 43752 16S ribosomal RNA, parti 


219846610 
34490 
ales; 
219846594 


ne 
219846593 
34734 
nebacterin 
219846591 
al sequenc 


Stre 


bacterin 


ref 


ref 


eae; 
ref 


eae; 
ref 


44 3474924 Rhodoc 


e 3476498 347797 


NR_026202.1 


03 3450520 Strept 
ptomycineae; 


NR_026186.1 


NR_026185.1 


Nocardiacea 
NR_026183.1 


Str 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
Nocardiacea 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 


marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

172956 Bacteria_16S 3485062 3484992 8 78 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
172956 Bacteria_16S 3486629 3486559 8 78 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 3494342 3494272 8 78 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 

172956 Bacteria_16S 3497259 3497189 7 77 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

172956 Bacteria_16S 3576478 3576408 8 78 gi|219846525|ref|NR_026117.1| Legionella feeleii 


strain WO-44C 16S 
G 
172956 Bacteria_16S 
strain MIT 95-170 
Proteob 
172956 Bacteria_16S 


Proteobacteria; 


Bacteria; 


thermocarboxydus 
thermocarboxydus 


Streptomycetaceae 
172956 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
172956 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


172956 Bacteria_16S 


szegediense strai 
Bacteria; 


strain LRB 8581 1 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
172956 Bacteria_16S 3725067 3724997 8 78 gi|219846418 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Thermomonosporaceae; Actinomadura. 

172956 Bacteria_16S 3726529 3726459 8 78 gi|219846417 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequenc 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Thermomonosporaceae; Actinomadura. 

172956 Bacteria_16S 3727981 3727911 8 78 gi|219846416 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

172956 Bacteria_16S 3729435 3729365 8 78 gi|219846415 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Acti 
Thermomonosporaceae; Actinomadura. 

172956 Bacteria_16S 3730893 3730823 8 78 gi|219846414 


Proteob 
172956 Bacteria_16S 


ribosomal RNA, partial sequence 


3635581 3635511 8 78 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3638614 3638544 8 78 gi 
strain AT37 16S ribosomal RNA, partial 
; Streptomyces. 

3640166 3640096 8 78 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 

3647770 3647700 8 78 

S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3649312 3649242 8 78 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3697939 3697869 8 78 gi 


, 


’ 


gi 


3575389 35768 
ammaproteobacteria; Legionellales; Leg 


Bacteria; Actinobacteria; Actinobacter 


3646715 36481 


6S ribosomal RNA, partial sequence 3696887 36983 


ionellacea 
219846482 
36345 
obacterale 
219846480 
sequence 
idae; Acti 


219846479 
rtial sequ 
acteridae; 


219846473 


s; Helicob 
219846472 
nce 36482 
occales; M 
219846438 


e; Li 
ref 


S; H 
ref 


nomy 
ref 

ence 
Act 


ref 


acte 
ref 


ethy 
ref 


acte 
ref 


myce 
ref 
ycet 
ref 
inea 
ref 
nomy 


ref 


libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 


libanotica Bacter 
Thermomonosporace 


ia; 


ae; Actinocorallia. 


29 3635951 Helic 


3637554 36390 


55 Helicobacter 


06 3649696 Methy 


08 Helicobacter 


3724040 37254 


e 3725501 37269 


59 Actinomadura 


3728410 37298 


egionella. 
NR_026074.1 
° 
elicobactera 
NR_026072.1 
5 
cetales; Str 
NR_026071.1 

363910 
inomycetale 


NR_026065.1 


raceae; Heli 
NR_026064.1 
de: 
lococcaceae; 
NR_026029.1 


raceae; Heli 
NR_026009.1 
5 
tales; Strep 
NR_026008.1 
0 
tc 


ales; Strep 


s: 


54 Legionella feeleii Bacteria; 


Helicobacter rodentium 

bacter rodentium 

ceae; Helicobacter. 
Streptomyces 

3 Streptomyces 

eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 

Methylocaldum 

ocaldum szegediense 
Methylocaldum. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


NR_026007.1 


e; Thermomon 


NR_026006.1 
1 
r 


cetales; St 


NR_026005.1 


Actinomadura macra 


macra Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


eptosporangineae; 


Actinocorallia 


3729869 3731272 Actinocorallia 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosp 


orangineae; 


172956 Bacteria_16S 


strain IFO 14679 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
172956 Bacteria_16S 3733810 3733740 8 78 gi 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


172956 Bacteria_16S 


strain IFO 14097 


strain IFO 14525 


strain IFO 14345 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


strain IFO 13155 


strain IFO 14745 


strain PS-1 16S r 
Proteobacteria; G 


172956 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


172956 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


172956 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


172956 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


172956 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


172956 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


172956 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


172956 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


172956 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


172956 Bacteria_16S 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


172956 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


172956 Bacteria_16S 


strain ATCC 19812 
Actinobacteria; A 


3732349 3732279 8 78 gi 


in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

3736728 3736658 8 78 gi 
Stre 


3738188 3738118 8 78 gi 
Stre 


3739652 3739582 8 78 gi 
Stre 
3745510 3745440 8 78 gi 
ibosomal RNA, partial sequence 
Stre 
3746969 3746899 8 78 gi 
Stre 


3748432 3748362 8 78 gi 
Stre 
3798219 3798149 8 78 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3802693 3802623 8 78 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3808747 3808677 8 78 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3818032 3817962 8 78 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3819555 3819485 8 78 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3821089 3821019 8 78 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


3822617 3822547 8 78 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3827199 3827129 8 78 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3828758 3828688 8 78 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3869512 3869442 8 78 gi 
in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 
3871023 3870953 8 78 gi 
ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


gi 


3918322 3918252 8 78 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

3919876 3919806 8 
16S ribosomal RNA, 
ctinobacteridae; Actinomycetales; Stre 


78 gi 
complete sequence 


172956 Bacteria_16S 


strain ATCC 25495 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


16S ribosomal RNA, partial sequence 3731323 373 
pt 


eq 


v 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


pt 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


pt 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


pt 


3744485 37458 
pt 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


pt 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


pt 


3797117 37986 
ci 
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en 
ob 
ob 


3818485 38199 
S; 


rt 
er 
3821543 38230 
Ss; 
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nce 
ob 


ct 


al 
ae; 


pt 


3921457 3921387 8 78 gi 
16S ribosomal RNA, complete sequence 


219846413 
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219846403 


osporang 
219846402 


osporang 
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95 Helicobacter 


88 3809126 Campy 


54 3818434 Wolin 
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14 Nonomuraea spiralis Bacteria; 
Pp 
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Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter muridarum 


20 Helicobacter muridarum Bacteria; 


cobacter. 
Helicobacter felis 


02 Helicobacter felis Bacteria; 


cobacter. 

Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 

Arcobacter 

cter nitrofigilis 

aceae; Arcobacter. 
Arcobacter 

1 Arcobacter 
Campylobacteraceae; 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 


NR_025870.1 


Streptomyces sampsonii 


3920367 3921897 Streptomyces sampsonii 


Streptomycineae; 


Str 


eptomycetaceae; 


172956 Bacteria_ 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 
172956 Bacteria_ 
acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 
172956 Bacteria_ 


strain CL-SP19 1 
Proteobacteria; 


172956 Bacteria_ 
strain R22 16S ri 


Proteobacteria; 


172956 Bacteria_ 


strain SW-154 16 
Proteobacteria; 


172956 Bacteria_ 


strain NRRL B-16 


16S 3923038 3922968 8 78 gi|219846279|ref|NR_025869.1| Streptomyces 

n ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

16S 3927779 3927709 8 78 gi|219846276|ref|NR_025866.1| Streptomyces 

in RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

16S 3983820 3983750 8 78 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
6S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

16S 4010697 4010627 8 78 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
bosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

16S 4018178 4018108 8 78 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 


s 
G 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 

16S 4031935 4031865 8 78 gi 
327 16S ribosomal RNA, partial sequence 


219846202 
40308 


4017086 40185 


81 Kangiella aquimarina Bacteria; 


ref|NR_025792.1| Glycomyces algeriensis 
56 4032350 Glycomyces algeriensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
172956 Bacteria_16S 4033485 4033415 8 78 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
172956 Bacteria_16S 4035039 4034969 8 78 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

172956 Bacteria_16S 4051559 4051489 8 78 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

172956 Bacteria_16S 4057509 4057439 8 78 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

172956 Bacteria_16S 4063561 40634917 77 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

172956 Bacteria_16S 4075656 4075586 8 78 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

172956 Bacteria_16S 4110374 4110304 8 78 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
172956 Bacteria_16S 4111940 4111870 8 78 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
172956 Bacteria_16S 4116393 4116323 8 78 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

172956 Bacteria_16S 4127143 4127073 8 78 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
172956 Bacteria_16S 4196220 4196150 8 78 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
172956 Bacteria_16S 4205157 4205087 8 78 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

172956 Bacteria_16S 4211216 4211146 8 78 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

172956 Bacteria_16S 4218863 4218793 8 78 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

172956 Bacteria_16S 4244538 4244464 8 82 gi|219722939|ref|NR_024571.1| Brachybacterium muris 


strain C3H-21 16S ribosomal RNA, partial sequence 


4243475 4244883 Brachybacterium muris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 


172956 Bacteria_16S 46375 46306 8 77 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172956 Bacteria_16S 72251 72182 8 77 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

172956 Bacteria_16S 73815 73746 8 77 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

172956 Bacteria_16S 108548 108479 8 77 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

172956 Bacteria_16S 116295 116226 8 77 gi| 265678985 |ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

172956 Bacteria_16S 145190 145113 1 78 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

172956 Bacteria_16S 152720 152643 1 78 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 221727 221658 8 77 gi| 265678915 |ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

172956 Bacteria_16S 226208 226139 8 77 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172956 Bacteria_16S 227715 227646 8 77 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

172956 Bacteria_16S 229221 229152 8 77 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172956 Bacteria_16S 230729 230660 8 77 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
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172956 Bacteria_16S 1476538 1476469 8 77 gi|219878445|ref|NR_025584.1| Mycobacterium avium 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 1476936 Mycobacterium avium 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

172956 Bacteria_16S 1556624 1556547 1 78 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

172956 Bacteria_16S 1559612 1559535 1 78 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

172956 Bacteria_16S 1561093 1561024 8 77 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

172956 Bacteria_16S 1663036 1662967 8 qt gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

172956 Bacteria_16S 3623284 3623215 8 77 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

172956 Bacteria_16S 3624785 3624716 8 77 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172956 Bacteria_16S 3626330 3626261 8 VY gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 


strain ATCC 35799 


16S ribosomal RNA, complete sequence 


3625268 3626729 Mycobacterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

172956 Bacteria_16S 3637075 3637006 8 77 gi| 219846481 |ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
172956 Bacteria_16S 3641742 3641665 1 78 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
172956 Bacteria_16S 3643267 3643190 1 78 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
172956 Bacteria_16S 3644799 3644722 1 78 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
172956 Bacteria_16S 3664668 3664599 8 77 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
172956 Bacteria_16S 3722015 3721946 8 77 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
172956 Bacteria_16S 3768047 3767970 1 78 gi|219846386|ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
172956 Bacteria_16S 3842263 3842186 1 78 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

172956 Bacteria_16S 3881863 3881790 8 81 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
172956 Bacteria_16S 4021265 4021192 6 79 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 
172956 Bacteria_16S 4039515 4039446 8 77 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
172956 Bacteria_16S 4074167 4074098 8 77 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
172956 Bacteria_16S 4077177 4077104 8 81 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 
172956 Bacteria_16S 4191699 4191626 6 79 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 


rs 


172956 Bacteria_16S 4234022 4233953 8 77 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
172956 Bacteria_16S 4238553 4238480 4 77 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 


strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
172956 Bacteria_16S 11433 11361 6 78 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
172956 Bacteria_16S 31462 31390 6 78 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
172956 Bacteria_16S 32980 32904 8 84 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 


172956 Bacteria_16S 35898 35826 6 78 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

172956 Bacteria_16S 51002 50930 6 78 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
172956 Bacteria_16S 96373 96301 6 78 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

172956 Bacteria_16S 100965 100893 6 78 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

172956 Bacteria_16S 111591 111519 6 78 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 


Spirochaetes; 


Spi 


rochaetales; 


Spirochaetaceae; Treponema. 


172956 Bacteria_16S 184757 184685 6 78 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 189428 189356 6 78 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 212544 212472 6 78 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 244824 244752 6 78 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

172956 Bacteria_16S 262704 262632 7 79 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

172956 Bacteria_16S 286930 286858 6 78 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 
strain 01008 16S ribosomal RNA, partial sequence 285875 287290 Mycoplasma testudinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172956 Bacteria_16S 332770 332698 6 78 gi| 265678839 |ref|NR_029144.1| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

172956 Bacteria_16S 388512 388440 6 78 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

172956 Bacteria_16S 394667 394595 6 78 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

172956 Bacteria_16S 406959 406887 8 80 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 


strain XILO8 16S 
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172956 Bacteria_16S 


Spi 
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Clost 
172956 Bacteria_16S 
strain 19 16S ribosomal RNA, partial sequence 
Clostridia; 


ribosomal RNA, complete sequence 


16S 434881 434809 6 78 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
735930 735858 6 78 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; 
793180 793108 6 78 
ribosomal RNA, partial sequence 


gi 


Clostridiales; Clostridiaceae; 


405881 40739 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


433793 43528 


705889 70720 


Clos 


792094 79356 


ococcineae 


265678765 


Dorea. 
265678558 
sequence 
tridiales; 
265678517 


3 Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


’ 


ref|NR_029070.1| Shewanella gaetbuli 
9 Shewanella gaetbuli Bacteria; 


ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

543491 543419 6 78 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
osomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacterales; Deferribacteraceae; Deferribacter. 

658732 658660 6 78 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

706866 706794 6 78 gi|265678578|ref|NR_028883.1| Dorea longicatena 


4 Dorea longicatena Bacteria; 


ref|NR_028862.1| Allisonella 

734793 736329 Allisonella 
Veillonellaceae; Allisonella. 
ref|NR_028820.1| Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


rochaetales; Spirochaetaceae; Spirochaeta. 

805433 805361 6 78 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
ridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

846654 846582 6 78 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 


845553 847081 Clostridium scindens Bacteria; 


Clostridium. 


172956 Bacteria_16S 


mexicanus strain 
Bacteria; 


litoralis strain 
Bacteria; 


Proteobacteria; Deltaproteobacteria; 
172956 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; 


subsp. 
socranskii subsp. 


172956 Bacteria_16S 
ain F12-50-Al 16S ribosomal RNA, parti 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


172956 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; 


pneumoniae strain 


strain NS51 16S r 
Firmicutes; Lacto 


172956 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


172956 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


172956 Bacteria_16S 


serovar 3 str. 
serovar 3 str. 


AT 
AT 


172956 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; G 


172956 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


172956 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


172956 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


172956 Bacteria_16S 


metallireducens s 
metallireducens B 


172956 Bacteria_16S 


subsp. paredis st 
socranskii subsp. 


Proteob 
172956 Bacteria_16S 
trevisanii strain 
trevisanii Bacter 
172956 Bacteria_16S 


Proteob 
172956 Bacteria_16S 
strain SJ 16S ribosomal RNA, partial 


Clostridia; 
172956 Bacteria_16S 
socranskii strain D56BRIII6 16S ribosomal RNA, p 


G 


858641 858569 6 


869406 869334 6 

"WeeTee' 
ia; Fusobacteria; 
935158 935086 6 


ribosomal RNA, 
Clostridiales; 
984308 984236 6 


socranskii Bacteria; 
1005938 1005866 6 
teria; Proteobacteria; 


1010427 1010355 6 


1022657 1022585 6 


Firmicutes; 

1024228 1024156 6 
ibosomal RNA, 
bacillales; 
1059240 1059168 6 


172956 Bacteria_16S 


socranskii subsp. 


172956 Bacteria_16S 


lecithinolyticum 


172956 Bacteria_16S 


16S ribosomal RNA 


Clostridia; Clost 


172956 Bacteria_16S 


teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

1117968 1117896 6 78 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

1122534 1122462 6 78 gi|228715451|ref|NR_027532.1| Ureaplasma parvum 
CC 27815 16S ribosomal RNA, partial sequence 1121455 1122893 Ureaplasma parvum 
CC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

1152727 1152655 6 78 gi| 253680755 |ref|NR_028003.1| Psychromonas kaikoae 

ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

1178478 1178410 8 76 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
osomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
aetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

1196668 1196596 6 78 gi|228715574|ref|NR_027535.1| Denitrovibrio 
2809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
eferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

1225266 1225194 6 78 gi|219878314|ref|NR_025453.1| Streptococcus 
n CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
ria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

1245021 1244949 6 78 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
train 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

1252380 1252308 6 78 gi|219857241|ref|NR_024869.1| Treponema socranskii 
rain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 

paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1253907 1253835 6 78 gi|219857240|ref|NR_024868.1| Treponema socranskii 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 

buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1264449 1264377 6 78 gi|219846655|ref|NR_026247.1| Treponema 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 1263357 1264835 Treponema 

Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1265960 1265888 6 78 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 
, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Clostridium. 

1277933 1277861 6 78 gi|219846127|ref|NR_025717.1| Thalassomonas 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 1276861 1278268 Thalassomonas 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Thalassomonas. 

1292998 1292926 6 78 gi|228716433|ref|NR_027551.1| Marinobacter 


172956 Bacteria_16S 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 


Lupl 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 


1999 16S ribosomal RNA, part 
Fusobacteriales; 


JS5 16S ribosomal RNA, partial sequenc 


complete sequence 


ibosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
172956 Bacteria_16S 
ATCC 33400 16S ribosomal RNA, 
pneumoniae Bacteria; 
172956 Bacteria_16S 


Lactobacillales; 


complete sequence 
Streptococcaceae; 


78 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
857526 859025 Desulfovibrio mexicanus 
ibrionales; Desulfovibrionaceae; Desulfovibrio. 
78 gi| 265678466 |ref|NR_028769.1| Leptotrichia 
ial sequence 868327 869787 Leptotrichia 
Fusobacteriaceae; Leptotrichia. 
78 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 


e 


s 


78 gi| 265678363 


78 gi| 265678362 
occus. 
265678338 


Streptoc 


78 gi 


ain SSM1 16S ribosomal RNA, partial sequence 


93405 


938639 94015 


1009316 10108 
hewanellac 


complete sequence 
Streptococcaceae; 


1023111 10246 


eae; Shewanella 
ref|NR_028665.1 

1021546 102306 
Streptococcus 
ref|NR_028664.1 
30 Streptococcus 


ref|NR_028640.1 
1058138 105957 


6 935530 Bacter 


iovorax litoralis 


acteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
936684 936612 6 78 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
939730 939658 6 78 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Heliobacteriaceae; Heliorestis. 
78 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
artial sequence 983192 984718 Treponema 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
78 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
al sequence 1004861 1006308 Pseudoalteromonas 
Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
78 gi|265678371|ref|NR_028673.1| Shewanella algae 


53 Shewanella algae Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Deferribacter 
3 Deferribacter 


129190 


4 1293412 Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 

172956 Bacteria_16S 
cellulosolvens 6 
Bacteria; Firmicutes; 
172956 Bacteria_16S 


1303544 1303472 6 


Clostridia; 
1323501 1323429 6 


Clostridiales; 


78 gi 


78 gi 


dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 
172956 Bacteria_16S 


Streptococcus. 


1329553 1329481 6 


78 gi 


15470 strain E7.25 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
172956 Bacteria_16S 
hafniense strain 


DCB-2 Bacteria; Firmicutes; 


172956 Bacteria_16S 
strain ATCC 29176 


29176 Bacteria; Firmicutes; 


172956 Bacteria_16S 


Clostridia; 
1341795 1341723 6 


Clostridia; 
1364482 1364410 6 


Clostridia; 
1385723 1385651 6 


78 gi 


DCB-2 16S ribosomal RNA, partial sequence 
Clostridiales; 


78 gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


78 gi 


219846514 


16S ribosomal RNA, partial sequence 1302478 13039 
Eubacteriaceae; 


228715345 
ribosomal 


219846090 


228721140 


228719063 


228716834 


denitrificans strain 0S217 16S ribosomal RNA, partial sequence 


denitrificans O0S217 Bacteria; 


Shewanella. 
172956 Bacteria_16S 


cynodontis JCM 9733 16S ribosomal RNA, partial sequence 


1402175 1402099 8 


Proteobacteria; 


Gammaprot 


84 gi 


cynodontis Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 
172956 Bacteria_16S 


Leifsonia. 


1411113 1411041 6 


78 gi 


pseudopneumoniae strain 108 16S ribosomal RNA, partial 


pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; 


172956 Bacteria_16S 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 
172956 Bacteria_16S 


strain JZC3 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 
172956 Bacteria_16S 
ATCC 49176 strain 
ATCC 49176 Bacteria; 
172956 Bacteria_16S 
strain OMZ833 16S 
Spirochaetes; 
172956 Bacteria_16S 


strain LB37 16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


Fusobacteria; 
172956 Bacteria_16S 


strain LB23 16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


Fusobacteria; 
172956 Bacteria_16S 


Fusobacteriales; 


Fusobacteriales; 


1449522 1449446 8 


1467512 1467440 6 


1511378 1511306 6 


GIFU 12707 16S ribosomal RNA, 


Firmicutes; 
1523304 1523232 6 


ribosomal RNA, partial sequence 
Spirochaetales; 


1567026 1566954 6 


1568561 1568489 6 


1608440 1608368 6 


84 gi 


78 gi 


228715351 


224581432 
sequence 


224581421 


224581408 


1466484 14678 
Spirochaetaceae; Treponema. 


78 gi| 219846273 |ref|NR_025863.1 

complete sequence 1510256 151166 
Lactobacillales; Aerococcaceae; Abiotrophia. 

78 gi| 219857543 |ref|NR_025131.1 


1522207 15236 
Spirochaetaceae; Treponema. 


decolorationis strain S12 16S ribosomal RNA, partial sequence 


decolorationis Bacteria; 


Shewanella. 
172956 Bacteria_16S 
karajensis strain 
Bacteria; Firmicutes; 
172956 Bacteria_16S 


strain 2825 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


172956 Bacteria_16S 
strain DSM 10404 16S 
Bacteria; Firmicutes; 
172956 Bacteria_16S 


strain M577-94 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


Firmicutes; Lactobaci 
172956 Bacteria_16S 


Proteobacteria; 
1702824 1702752 6 


Bacillales; 
1757678 1757606 6 


1824423 1824351 6 
ribosomal RNA, 
Bacillales; 
1844292 1844220 6 


llales; 
1847307 1847235 6 


Bacillaceae; 


MA-2 16S ribosomal RNA, partial sequence 


78 gi 


complete sequence 
Bacillaceae; 


78 gi 


78 gi 


livingstonensis strain NF22 16S ribosomal RNA, partial 


livingstonensis Bacte 
Shewanella. 
172956 Bacteria_16S 


ria; 


1857765 1857693 6 


Proteobacteria; 


78 gi 


78 gi|219846058|ref|NR_025648.1 
1565947 1567431 Leptotrichia 
Leptotrichia. 
78 gi| 219846057 |ref|NR_025647.1 
1567482 1568967 Leptotrichia 
Leptotrichia. 
78 gi|219878471|ref|NR_025610.1 
1607365 160881 
Gammaproteobacteria; Alteromonadales; Sh 
78 gi|219878406|ref|NR_025545.1 
1701702 1703230 Haloba 
Halobacillus. 
78 gi| 219878367 |ref|NR_025506.1 


1756574 17580 


219878320 
18233 


Halobacillus. 


219878306 


1843183 18446 
Isobaculum 


219878304 
sequence 


Gammaproteobacteria; Al 


219878296 


1328439 1329962 Dialis 
Clostridiales; Veillonellaceae; 


1340674 1342203 Desul 
Peptococcaceae; 


eobacteria; Alteromonadale 


1401111 1402554 Leifso 
Actinomycetales; 


Streptococcaceae; 


1448460 1449852 Promic 
Micrococcineae; 


ref|NR_026106.1 
Eubacterium. 

ref|NR_027517.1 
RNA, 


ref|NR_025680.1 
Dialister. 
ref |NR_027603.1 


ref|NR_027579.1 
Ruminococ 
ref|NR_027556.1 

1384632 138613 


ref |NR_027523.1 


Micrococc 


ref|NR_027214.1 
1410019 141148 
Strepto 


ref |NR_027202.1 


ref |NR_027189.1 


69 Psychromonas 
Psychrom 
ref|NR_025459.1 
01 1824836 Haloba 


ref|NR_025445.1 


ref|NR_025443.1 
1846218 184771 
teromonadales; S 


ref 


partial sequence 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Streptococcus 
1322385 1323890 


Dialister invisus DSM 
ter invisus DSM 15470 


Desulfitobacterium 
itobacterium hafniense 


£ 
Desulfitobacterium. 


Ruminococcus lactaris 


1363415 1364816 Ruminococcus lactaris ATCC 
Ruminococcaceae; 


cus. 
Shewanella 

1 Shewanella 

s; Shewanellaceae; 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Streptococcus 
6 Streptococcus 
coccus. 
Promicromonospora 
romonospora aerolata 


Promicromonosporaceae H 


Treponema putidum 


91 Treponema putidum Bacteria; 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Treponema parvum 


91 Treponema parvum Bacteria; 


Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Halobacillus 
cillus karajensis 


Psychromonas profunda 


profunda Bacteria; 


onas. 
Halobacillus trueperi 
cillus trueperi 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


NR_025435.1 


Trichococcus palustris 


strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 


Firmicutes; Lactobaci 


llales; 


Carnobacteriaceae; 


Trichococcus. 


172956 Bacteria_ 


strain DSM 20285 
Firmicutes; 


172956 Bacteria_ 


strain DSM 12838 
Proteobacteria; 


Firmicutes; 


172956 Bacteria_ 
strain DSM 5000 1 
G 
172956 Bacteria_ 
strain 63 16S rib 
G 
172956 Bacteria_ 


Proteobacteria; 


Proteobacteria; 


strain HSL-3 16S 
Firmicutes; 


172956 Bacteria_ 
micronuciformis s 
micronuciformis B 
172956 Bacteria_ 
hydrothermalis st 
hydrothermalis Ba 


Desulfovibrio. 


172956 Bacteria_ 
pleistocenium str 
pleistocenium Bac 
172956 Bacteria_ 
viridans strain MPL-11 1 
Firmicu 


Bacteria; 


172956 Bacteria_ 


fermentum strain 
Bacteria; 


172956 Bacteria_ 
guaymasensis stra 
Bacteria; Aquific 
172956 Bacteria_ 
californiensis st 
californiensis Ba 
172956 Bacteria_ 
strain ATCC 29178 
Lacto 


Firmicutes; 


172956 Bacteria_ 
strain Pl 16S ribosomal RNA, partial sequence 
D 


Proteobacteria; 


172956 Bacteria_ 
strain ACEM 9 16S 
G 
172956 Bacteria_ 
xinjiangensis str 
xinjiangensis Bac 


Proteobacteria; 


Nocardiopsaceae; 


172956 Bacteria_ 
strain ATCC 17747 16S ribosomal RNA, partial sequence 
Clostridia; 
172956 Bacteria_ 


Firmicutes; 


didelphis strain 


didelphis Bacteria; Firmicutes; Lactobacillales; 
172956 Bacteria_ 
Sapomandens strai 
Sapomandens Bacte 
172956 Bacteria_16S 
strain KMM 3299 1 
G 
172956 Bacteria_16S 


Proteobacteria; 


orisratti strain 


orisratti Bacteri 
172956 Bacteria_16S 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


Lacto 


D 
172956 Bacteria_ 
strain m2661/98/1 
Lacto 


Bacil 


Firmicu 


16S 1918620 1918548 6 78 gi| 21987824 


Pediococ 
gi 


bacillales; 
16S 


Lactobacillaceae; 
1933907 1933835 6 78 


cus. 
21987823 


bacillales; 
16S 


Enterococcaceae; 
1988839 1988767 6 


s. 
21987820 


Vagococcu 
78 gi 


ammaproteobacteria; Enterobacteriales; 
16S 2092597 2092525 6 78 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
16S 2120047 2119975 6 78 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
16S 2141157 2141085 6 78 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
16S 2163743 2163671 6 78 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


E 


Ss 
gi 


21985764 
rt 
ridiales; 
equence 
teria; 


16S 2169928 2169856 6 
ain FTR 
teria; 
16S 


78 gi 
1 16S ribosomal RNA, partial se 
Firmicutes; Lactobacillales; Ca 
2186602 2186530 6 78 gi 
6S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
16S 2191206 2191134 6 78 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
16S 2231985 2231913 8 80 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
16S 2238106 2238034 6 78 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
16S 2259461 2259389 6 78 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
16S 2268835 2268763 6 78 gi 
2267708 2269 
eltaproteobacteria; Desulfobacterales; D 
16S 2294608 2294536 6 78 gi 
ribosomal RNA, partial sequence 2293525 2294 
ammaproteobacteria; Alteromonadales; S 
16S 2333873 2333797 2 78 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

16S 2403521 2403449 6 


quence 


rn 
nc 2185 
e; 


e 


ce 2190 
lus. 


en 
il 
nc 2230 
Pe 


e 


ence 
iales; 


qu 
id 


2258 


occus. 


al 
e; 


sequen 


78 gi 
2402 
Clostridiales; Veillonellaceae; Veillone 
16S 2417476 2417404 6 78 gi 
W94-11374-1 16S ribosomal RNA, partial 
Strept 
16S 2429491 2429419 6 78 gi 
n DSM 3223 16S ribosomal RNA, partial 

ria; Firmicutes; Clostridia; Clostridi 
2443152 2443080 6 78 gi 
6S ribosomal RNA, partial sequence 2442080 2443 
ammaproteobacteria; Alteromonadales; Shewanella 
2496010 2495938 6 78 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2511157 2511089 2 70 gi 


s 
oc 


equence 
occacea 


se 
al 


quence 
es; Pep 


s 
oc 


equence 
occacea 


16S ribosomal RNA, partial sequence 1917484 19190 


16S ribosomal RNA, partial sequence 1932811 19342 


6S ribosomal RNA, partial sequence 1987760 19892 
nterobac 
219878128 
2091488 20930 
hewanellac 
219857655 
2118933 21204 
ial sequ 
219857626 
Des 


219857622 


obacteri 
219857608 


Carnoba 
219857605 


219857578 


rsephone 
219857574 


219857560 


219857554 


esulfoba 
219857535 


hewanellac 
219857507 


Actinomycet 


219857458 
219857448 
219857438 
219857424 
219857386 


219857370 = 
2510068 2511541 Nocardiopsis trehalosi 
Streptosporangineae; Nocardiopsaceae; 


9|ref|NR_025388.1 


9|ref|NR_025378.1 


3|ref|NR_025342.1 
teri 


ref 


aceae; 
NR_025267.1 


eae; Shewanella 
ref|NR_025244.1 
54 Halobacillus 


1|ref 
ence 
Veil 
ref 


NR_025230.1 

214009 
lonellaceae; 
NR_025215.1 
162629 216416 


ulfovibrionales; 


is} 


ref|NR_025211.1 

2168820 217030 
aceae; Carnobact 
ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref |NR_025193.1 
08 2191561 Amphib 


5 


1 


ref|NR_025166.1 
13 2232371 Persep 
ila. 
ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref|NR_025148.1 
45 2259880 Strept 


9 


Cc 
3 


ref|NR_025142.1 
2 
cter 


ref 


aceae; Desul 
NR_025123.1 


9 
eae; Shewanella 
ref|NR_025095.1 
e 2332775 233429 
ales; Strept 


Cc 


ref|NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025026.1 

2428395 242981 
ococcaceae; Desu 
ref|NR_025012.1 


4 
1 


e 


t 


5 
ceae; Shewanella. 
ref|NR_024974.1 

2494920 249625 
e; Streptococcus. 


ref|NR_024958.1 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


eltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
16S 1961272 1961200 6 78 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Desulfovibrio 

3 Desulfovibrio 
Desulfovibrionaceae; 


Carnobacterium 
5 Carnobacterium 
erium. 
Carnobacterium 
acterium viridans 


Amphibacillus 
acillus fermentum 


Persephonella 
honella guaymasensis 


Tindallia 

3 Tindallia 

indallia. 

Streptococcus iniae 
ococcus iniae Bacteria; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Veillonella criceti 
nella criceti Bacteria; 


Streptococcus 
5 Streptococcus 


Desulfotomaculum 

8 Desulfotomaculum 
1lfotomaculum. 
Shewanella japonica 


41 Shewanella japonica Bacteria; 


Streptococcus 
6 Streptococcus 


Nocardiopsis trehalosi 


172956 Bacteria_16S 2527760 2527688 6 78 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

172956 Bacteria_16S 2565288 2565216 6 78 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

172956 Bacteria_16S 2614584 2614512 6 78 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 


strain CVL 16S ri 
D 
172956 Bacteria_1 
parasanguinis str 
parasanguinis ATC 
172956 Bacteria_1 


Proteobacteria; 


sanguinis strain 


sanguinis Bacteri 
172956 Bacteria_1 
oxidotolerans str 
oxidotolerans Bac 
172956 Bacteria_1 


strain Y223G 16S 


bosomal RNA, partial sequence 


6S 2664637 2664565 6 78 gi 
C 15912 Bacteria; Firmicutes; 
6S 2666199 2666127 6 78 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; 
6S 2706789 2706717 6 78 gi 
teria; Firmicutes; Bacillales; 
6S 2717194 2717122 6 78 


ribosomal RNA, partial sequence 


gi 


ain ATCC 15912 16S ribosomal RNA, part 
Lactobac 
Strept 


ain T-2-2 16S ribosomal RNA, partial s 
Bacilla 


’ 


il 


se 
oc 


le 


eq 


2613469 26150 
eltaproteobacteria; Desulfovibrionales 


Des 


219857214 
ia 


ls 
lal 


219857213 
quence 


occ 


219857184 
uence 

s Family 
219857177 
2716108 27175 


09 Desulfovibrio 
ibrionaceae; Des 
ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref |NR_024841.1 
4 


ulfov 


equen 
es; S 


aceae reptococcus 
NR_024812.1 

2705678 270719 
XII. Incertae S 


ref |NR_024805.1 


senezii Bacteria; 

ulfovibrio. 
Streptococcus 

8 Streptococcus 
Streptococcus. 
Streptococcus 

8 Streptococcus 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

172956 Bacteria_16S 2792351 2792279 6 78 gi|219857122|ref|NR_024750.1| Coprococcus catus 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 

172956 Bacteria_16S 2877913 2877841 6 78 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

172956 Bacteria_16S 2884146 2884074 6 78 gi| 219856869 |ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

172956 Bacteria_16S 2887010 2886938 6 78 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

172956 Bacteria_16S 2888535 2888463 6 78 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

172956 Bacteria_16S 2890059 2889987 6 78 gi|219856863|ref|NR_024682.1| Eubacterium budayi 


strain JCM 9989 1 
Firmicutes; 


strain GTC848 16S 
Firmicutes; Lacto 


172956 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


172956 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


172956 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


172956 Bacteria_16S 


macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 


172956 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


172956 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


172956 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


172956 Bacteria_16S 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


172956 Bacteria_16S 


strain Z-7934 16S 
Firmicutes; Clost 


Clost 
172956 Bacteria_16S 


ridia; Clostridiales; Eubacteriaceae; 
2925208 2925136 6 78 gi 
ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3064757 3064685 6 78 gi 


bacillales; Streptococcaceae; Streptoc 
3069054 3068978 8 84 gi 
train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteri 
Microbacterium. 

3102130 3102058 6 78 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


’ 


gi 


Clostridiaceae; 


Eu 


v 


oc 


ia 
da 


6S ribosomal RNA, partial sequence 2888980 28904 


bac 


219856840 
2924131 29254 


3042319 30437 


Des 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


cus 


219846876 


ls 
e; 


219846854 
3101054 3102535 Tindallia magadiensis Bacteria; 


terium. 
ref|NR_024659.1 


69 Streptococcus 


95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026471.1 
27 Streptococcus 


ulfov 


ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 


equen 
Actin 


51 Eubacterium budayi Bacteria; 


Streptococcus peroris 
peroris Bacteria; 


bacillales; Streptococcaceae; Streptococcus. 

2956754 2956678 8 84 gi|219856819|ref|NR_024638.1| Microbacterium 
rain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Microbacterium. 
2961200 2961128 6 78 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
ia; Alteromonadales; Colwelliaceae; Colwellia. 

2962783 2962711 6 78 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
bosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

2978037 2977969 8 76 gi|219846938|ref|NR_026530.1| Streptomyces 
n A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

3034237 3034165 6 78 gi|219846900|ref|NR_026492.1| Clostridium 
rain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3043419 3043347 6 78 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 


zosterae Bacteria; 
ulfovibrio. 

Streptococcus ovis 
ovis Bacteria; 


Microbacterium 
0 Microbacterium 
ococcineae; 


ref|NR_026446.1 


Tindallia. 


Tindallia magadiensis 


172956 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


172956 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


172956 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


172956 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


172956 Bacteria_16S 
in DSM 10349 16S ribosomal RNA, partia 
Clostrid 


aeronauticum stra 
aeronauticum Bact 


172956 Bacteria_16S 


strain B 16S ribo 
Clostridia; Clost 


172956 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


172956 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


172956 Bacteria_16S 


halophilus strain 
halophilus Bacter 


172956 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


172956 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


172956 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 


Promicromonospora. 
172956 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


172956 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


172956 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


172956 Bacteria_16S 


homopropionicum s 
homopropionicum B 


172956 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


172956 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


172956 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


172956 Bacteria_16S 


restrictus strain 
restrictus Bacter 


172956 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


172956 Bacteria_16S 


chlororespirans s 
chlororespirans B 


3111091 3111019 6 78 gi 
Clos 


gi 


Bacteria; Firmicutes; Clostridia; 
3142713 3142641 6 78 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3156462 3156390 6 78 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3205102 3205030 6 78 gi 
ibosomal RNA, partial sequence 
rochaetales; 
3247532 3247460 6 78 gi 
Firmicutes; Clostridia; 

3302007 3301935 6 78 


eria; 
gi 


ridiales; Blautia. 
3314130 3314058 6 78 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; 


3317190 3317118 6 78 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
3361490 3361418 6 78 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3363057 3362985 6 78 gi 


gi 


lales; Bacillaceae; Salimicrobium. 
3375080 3375008 6 78 gi 
ridia; Halanaerobiales; Halobacteroida 
3396248 3396172 8 84 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3411566 3411494 6 78 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 
3446985 3446913 6 78 gi 


ridia; Clostridiales; 
3501727 3501655 6 


Clostridiaceae; 
78 gi 


ridia; Clostridiales; Clostridiaceae; 

3530588 3530516 6 78 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3596320 3596248 6 78 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3597853 3597781 6 78 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3660070 3659998 6 78 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3666253 3666181 6 78 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3678415 3678343 6 78 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3685917 3685845 6 78 gi 
train Co23 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 


172956 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


3700957 3700885 6 78 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


strain BT 16S ribosomal RNA, partial s 


Deltaproteobacte 


tr 


Se 


se 
cl 


1 
ia 


nd. 


et 


se 
e; 


ce 


en 
al 


ne 


cl 


cl 


ia 


ri 


cl 


en 
sp 


qu 
er 


qu 
le 


ue 
es 


se 
ri 


219846848 
eq 


uence 
idiales; 


219846827 
3141609 31431 


dis; 


quence 


les; 


219846711 
eq 


uence 
a; 


219846709 
3316113 33175 
Spirocha 


a. 


219846676 


quence 
Marinoc 


219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 
Oren 
219846648 


ae; 


ce 33951 
es; 


219846637 


34104 
llaceae; 


219846612 
6S ribosomal RNA, partial sequence 3445905 34473 
ostridiu 
219846575 
6S ribosomal RNA, partial sequence 3500724 35020 
ostridiu 
219846556 


1 sequen 
diales; 


219846511 
3595254 35967 


ostridiu 


219846509 


ce 35967 
iraceae; 


219846465 


ence 
ia; Alte 


219846461 


ence 
s; Pepto 


219846452 


nce 
Deferr 


, 


219846447 


quence 
diales; 


219846436 
3699882 3701336 Ureaplasma gallorale Bacteria; 


ostridia 
219846785 
3204032 32054 
Spirochaetaceae; Treponema. 
219846756 
sequence 
Pep 
219846720 
somal RNA, partial sequence 3300930 3302411 Blaut 


Desul 


Micr 


ref 
3 
les; 
ref 


NR_026410.1 
155325 315690 
Peptococcac 
NR_026377.1 


ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026312.1 
ia schinkii Bac 


ref |NR_026303.1 
3313036 331453 
fovibrionales; 


ref|NR_026301.1 


ref |NR_026268.1 

3360383 336190 
occus. 
ref |NR_026267.1 
41 Salimicrobium 
ref |NR_026259.1 
ia. 
ref|NR_026240.1 
98 3396650 Promic 
ococcineae; Pro 


ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026204.1 


m. 
ref|NR_026167.1 
m. 
ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026103.1 


m. 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026057.1 
3658961 366046 
romonadales; She 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref|NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref |NR_026027.1 


t 


D 


ref|NR_026440.1] Sporotomaculum 
3110031 3111466 Sporotomaculum 

Peptococcaceae; Sporotomaculum. 

ref|NR_026419.1| Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 
219846818 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Blautia schinkii 
eria; Firmicutes; 


Desulfovibrio 
8 Desulfovibrio 


esulfovibrionaceae; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Promicromonospora 
romonospora citrea 


micromonosporaceae 7 


Dialister pneumosintes 
ter pneumosintes 


Clostridium viride 


86 Clostridium viride Bacteria; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 
Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 

idium lentocellum 

m. 

Shewanella 

5 Shewanella 
wanellaceae; Shewanella. 
Dehalobacter 

8 Dehalobacter 
obacter. 
Deferribacter 

5 Deferribacter 
ferribacter. 
Desulfitobacterium 

3 Desulfitobacterium 
Desulfitobacterium. 
Ureaplasma gallorale 


172956 Bacteria_16S 


thermocisternum strain ST90 16S ribosomal RNA, partial 
thermocisternum Bacteria; 


172956 Bacteria_16S 
acrylicus strain 
Bacteria; 
172956 Bacteria_16S 
strain S51-wW 16S 
Proteobacteria; 

172956 Bacteria_16S 
funditum strain p 
Bacteria; Firmicutes; 
172956 Bacteria_16S 

strain RT4. Bl 16 
Firmicutes; 
172956 Bacteria_16S 
strain FT2-B 16S 
Tenericutes; Moll 
172956 Bacteria_16S 


strain A417 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
172956 Bacteria_16S 


canigenitalium strain D6P-C 16S ribosomal RNA, partial 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 


172956 Bacteria_16S 


chungwhensis strain BH030062 16S ribosomal RNA, partial 
chungwhensis Bacteria; 


172956 Bacteria_16S 
daepoensis strain 


Marinobacter. 
172956 Bacteria_16S 
strain SRL4225 16 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
172956 Bacteria_16S 4078756 4078684 6 78 gi| 219846167 |ref|NR_025757.1 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 407918 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Crypt 
172956 Bacteria_16S 4104327 4104255 6 78 gi|219846150|ref|NR_025740.1 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172956 Bacteria_16S 4117972 4117900 6 78 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

172956 Bacteria_16S 4133258 4133186 6 78 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

172956 Bacteria_16S 4170239 4170167 6 78 gi|219846100|ref|NR_025690.1 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter 


Proteobacteria; 
172956 Bacteria_16S 
thermautotrophica 
thermautotrophica 
Sedis; 
172956 Bacteria_16S 
strain BA160 16S 


S ribosomal RNA, 
Clostridia; 


Bacteria; 
Carboxydocella. 


3765128 3765056 6 


Firmicutes; 
3766631 3766559 6 


W218 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


3796691 3796619 6 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


3811882 3811810 6 


£3 16S ribosomal RNA, partial sequence 


Lactobacillales; 
3880291 3880219 6 


Clostridiales; 
3908065 3907993 6 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


3909589 3909517 6 


icutes; Mycoplasmataceae; Ureaplasma. 


3911118 3911046 6 


4004688 4004616 6 


Firmicutes; 
4019719 4019647 6 


4065146 4065074 6 


S ribosomal RNA, partial sequence 


Gammaproteobacteria; Alteromonadales; Alt 


4208187 4208115 6 


strain 41 16S ribosomal RNA, partial 
Clostridia; 


Firmicutes; 


4237028 4236956 4 


ribosomal RNA, partial sequence 


Clostridia; 


Bacillales; 


78 gi| 219846388 
sequence 
Clostridiales; 

78 gi| 219846387 


78 gi| 219846366 


78 gi| 219846355 


3810756 3812276 Carnob 
Carnobacteriaceae; Carnobacterium. 
78 gi|219846309|ref|NR_025899.1 


complete sequence 3879197 38807 
Clostridiaceae; 


Ca 
gi| 219846289 
3906969 39084 


78 


78 gi|219846288 


3908492 39099 
78 219846287 
sequence 
la 
219846222 
sequence 
Bacillaceae; 
gi|219846210 


gi 
78 gi 


78 


SW-156 16S ribosomal RNA, partial sequence 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; 


78 gi| 219846176 


4064043 40655 


78 219846070 


sequence 


gi 


Clo 


76 gi|219846044 


4235935 42373 


37655 


3795600 37970 


smataceae; 


Pontibaci 


Alteromonadales; 


eromonadaceae; 


stridiales; 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref |NR_025978.1 
67 3766920 Desulf 
Desulfovibrion 
ref|NR_025957.1 


Colwellia. 


ref |NR_025946.1 


ref|NR_025879.1 


ref|NR_025878.1 


ref|NR_025877.1 

3910020 391149 
Ureaplasma. 
ref|NR_025812.1 

4003594 400502 
illus 5 
ref|NR_025800.1 
4018632 402012 


ref|NR_025766.1 
18 Desulfovibrio 


Marinobac 
ref|NR_025660.1 
4207086 420854 
Clostridiales 


ref |NR_025634.1 


ria; 


Desulfotomaculum 


6 Desulfotomaculum 
Desulfotomaculum. 


Desulfovibrio 


ovibrio acrylicus 
aceae; 


Desulfovibrio. 
Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Carnobacterium 


acterium funditum 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 
loramator. 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 


9 Ureaplasma 


Pontibacillus 


0 Pontibacillus 


Marinobacter 


7 Marinobacter 
Alteromonadaceae; 


Desulfovibrio bastinii 
bastinii Bacteria; 


ulfovibrio. 


Cryptanaerobacter 


3 Cryptanaerobacter 
anaerobacter. 


Vibrio gallicus strain 
Proteobacteria; 


Streptococcus minor 
minor Bacteria; 


Halobacillus locisalis 


locisalis Bacteria; 


Marinobacter excellens 


excellens Bacteria; 
ter. 


Carboxydocella 


0 Carboxydocella 
Family XVI. 


Incertae 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

172956 Bacteria_16S 69255 69184 8 79 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172956 Bacteria_16S 136119 136048 8 79 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

172956 Bacteria_16S 163388 163301 8 95 gi| 265678954 |ref|NR_029262.1| Brevibacterium 


epidermidis strain P159 16S ribosomal RNA, partial sequence 16233 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brevibacterium. 


172956 Bacteria_16S 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 18057 
Clostridiaceae; 

265678907 


Bacteria; 


Firmicutes; 
172956 Bacteria_16S 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 


181657 181582 3 78 gi 
Clostridia; Clostridiales; 
233777 233706 8 79 


gi 


265678942 


4 163815 Brevib 
Micrococcineae; Brev 


ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 


ref |NR_029215.1 
232719 234184 


acterium epidermidis 
ibacteriaceae; 


Clostridium 


idium proteolyticum 


Rhodobacter 
Rhodobacter 


sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Rhodobacter. 
172956 Bacteria_ 


xenovorans strain 
Proteob 


Bacteria; 
172956 Bacteria_ 


strain B-3 16S ri 


16S 256778 256711 12 79 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
16S 303613 303542 8 79 gi 
bosomal RNA, partial sequence 


e 
r 


265678891 


265678858 
302503 30397 


ref |NR_029199.1 
nce 25570 
iales; Burkho 


ref 


lderiaceae; 
NR_029164.1 


3 257168 Burkho 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

172956 Bacteria_16S 411650 411575 3 78 gi| 265678780 |ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

172956 Bacteria_16S 494673 494602 8 79 gi| 265678722 |ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

172956 Bacteria_16S 496178 496107 8 79 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

172956 Bacteria_16S 525175 525104 8 79 gi|265678702|ref|NR_029007.1| Corynebacterium 


ciconiae strain B 


$13 16S ribosomal RNA, partial sequence 


524146 525550 Coryne 


bacterium ciconiae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

172956 Bacteria_16S 584460 584389 8 79 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

172956 Bacteria_16S 646865 646794 8 79 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
172956 Bacteria_16S 782442 782371 8 79 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

172956 Bacteria_16S 882708 882638 8 78 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

172956 Bacteria_16S 976765 976690 1 76 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
strain SS-2 16S ribosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

172956 Bacteria_16S 1114914 1114843 8 79 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 


strain I-132 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
172956 Bacteria_16S 1217754 1217683 8 79 gi| 219878473 |ref|NR_025612.1 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
172956 Bacteria_16S 1306635 1306564 8 79 gi|219846269|ref|NR_025859.1 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bact 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

172956 Bacteria_16S 1367495 1367424 8 79 gi|228718799|ref|NR_027576.1 


strain E58 16S ri 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 


172956 Bacteria_16S 1462957 1462886 8 79 gi|224581411|ref|NR_027192.1 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marino 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
172956 Bacteria_16S 1502240 1502169 8 79 gi|219846604|ref|NR_026196.1 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomo 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
172956 Bacteria_16S 1605388 1605317 8 79 gi|219878474|ref|NR_025613.1 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
172956 Bacteria_16S 1606929 1606858 8 79 gi|219878472|ref|NR_025611.1 


ribosomal RNA, partial sequence 
Kine 
gi 


° 
1116440 1116369 8 79 
ribosomal RNA, partial sequence 


bosomal RNA, complete sequence 


1421735 1421664 8 79 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1 


1113840 11153 


265678298 
1115364 11168 


1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
172956 Bacteria_16S 224581444 


ridae; Act 


sporiineae; K 


ref 


ineosporiace 
NR_028599.1 


26 Chlamydophila 


ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


sequence 


arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Arthrobacter bergerei 


bergerei Bacteria; 
e: 


Arthrobacter. 
Starkeya novella DSM 
eria; Proteobacteria; 


v 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Marinobacter 

bacter bryozoorum 
Marinobacter. 

Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Arthrobacter mysorens 


, 


mysorens Bacteria; 


, 


Arthrobacter. 


1605856 160731 


Arthrobacter 
4 Arthrobacter 


172956 Bacteria_16S 1682833 1682762 8 79 
strain R5292 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
172956 Bacteria_16S 1762187 1762116 8 79 gi 
fresconis strain LMG 20336 16S ribosomal RNA, partial s 
fresconis Bacteri 
Brachybacterium. 
172956 Bacteria_16S 1781747 1781676 8 79 
strain 4-0 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 1874616 1874545 8 79 gi 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
172956 Bacteria_16S 1907957 1907886 8 79 gi 
strain CCUG 41709 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
172956 Bacteria_16S 1932455 1932384 8 79 gi 
radicidentis strain CCUG 36733 16S ribosomal RNA, parti 
radicidentis Bacteria; Actinobacteria; Actinobacteridae 
Actinomycetaceae; Actinomyces. 

172956 Bacteria_16S 1955190 1955119 8 79 gi 
urogenitalis strain CCUG 38702 16S ribosomal RNA, parti 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae 
Actinomycetaceae; Actinomyces. 

172956 Bacteria_16S 1959701 1959630 8 79 
strain CF-43 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 2066580 2066509 8 79 gi 
antarcticus strain T2 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
172956 Bacteria_16S 2153215 2153144 8 79 gi 
inexpectatum strain FRR-10 16S ribosomal RNA, partial s 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacte 
Albidovulum. 
172956 Bacteria_16S 2341316 2341245 8 79 
strain LBB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172956 Bacteria_16S 2347373 2347302 8 79 gi 
sulfonivorans strain ALL 16S ribosomal RNA, partial seq 
sulfonivorans Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Arthrobacter. 

172956 Bacteria_16S 2348882 2348811 8 79 gi 
methylotrophus strain TGA 16S ribosomal RNA, partial se 
methylotrophus Bacteria; Actinobacteria; Actinobacterid 
Micrococcaceae; Arthrobacter. 

172956 Bacteria_16S 2474893 2474818 3 78 gi 
cavipharyngis strain 117C 16S ribosomal RNA, partial se 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycopl 
172956 Bacteria_16S 2514151 2514080 8 79 gi 
pachnodae strain VPCX2 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Xylanimicrobium. 
172956 Bacteria_16S 2574536 2574461 3 78 gi 
aminophilus strain ALA-3 16S ribosomal RNA, partial seq 
aminophilus Bacteria; Proteobacteria; Deltaproteobacter 
Desulfovibrio. 
172956 Bacteria_16S 


gi 


gi 


v 


, 


gi 


ri 


gi 


e; 


qu 
ae 


qu 
as 
ne 


al 


ue 
ia 


2594572 2594503 8 eh 


gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
172956 Bacteria_16S 2727923 2727848 5 80 gi 
hydrogeniphila strain 29W 16S ribosomal RNA, partial se 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrog 
172956 Bacteria_16S 2926567 2926496 8 79 gi 
carotinifaciens strain E-396 16S ribosomal RNA, complet 
carotinifaciens Bacteria; Proteobacteria; Alphaproteoba 
Paracoccus. 

172956 Bacteria_16S 2982632 2982561 8 79 gi 
pneumoniae strain TW-183 16S ribosomal RNA, partial seq 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydi 
172956 Bacteria_16S 3099203 3099132 8 79 gi 


ne 


qu 
en 


e 


ct 


ue 
ac 


219878420 
1681727 16832 
no 
219878364 
eq 
a; Actinobacteria; Actinobacteridae; Act 


219878349 
1780670 17821 
oc 
219878285 
s 
Ac 


219878258 


no 
219878240 
al 


219878225 
al 


219878222 
1958616 19601 
oc 
219878146 
ce 
al 
219857633 
eq 


219857501 
2340265 23417 
ho 
219857496 
ue 


219857495 


219857400 


219857368 


219857285 


219857272 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
219857169 


219856839 


219846935 


219846856 


ref|NR_025559.1 


* Ac 
ref|NR_025503.1 

1761124 17625 
ales; Micrococc 


mycineae 


uence 
inomycet 


’ 


ref |NR_025488.1 


occineae; Micrococcacea 
ref|NR_025424.1 

1873541 187493 
tales; Micrococ 


equence 
tinomyce 


ref|NR_025397.1 
68 1908267 Actin 
; Actinomycetac 
ref|NR_025379.1 
e 1931360 193276 
cetales; Actino 


19068 
mycineae 


sequenc 
Actinomy 


ref |NR_025364.1 
e 1954098 195552 
cetales; Actino 


sequenc 
Actinomy 


ref |NR_025361.1 
16 Arthrobacter 
; Micrococcacea 
ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Mic 
ref |NR_025222.1 

2152193 215360 
bacterales; Rho 


occineae 


20655 
es; Micr 
uence 
a; Rhodo 


ref|NR_025089.1 


dobacteraceae; Rhodobac 
ref |NR_025084.1 
nce 2346319 234777 
Actinomycetales; Microc 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


ence 
Actino: 


’ 


ref |NR_024988.1 

2473825 247526 
; Mycoplasma. 
ref|NR_024956.1 
94 2514560 Xylani 
ococcineae; Pro 


ence 
mataceae 


25130 
Micr 


e 
es; 


ref|NR_024916.1 
2573428 257495 
ovibrionales; De 


nce 
Desulf 


v 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref|NR_024797.1 

2726822 272832 
eae; Persephonel 
ref |NR_024658.1 

2925520 292697 
odobacterales; R 


bacterin 


ence 
othermac 


sequence 
eria; Rh 


ref|NR_026527.1 
2981577 298305 
amydophila. 


nce 


eae; Chl 


9 
i 


Cc 


O: 
e 


r 


d 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 
tinomycetace 


ae; Actinomyces. 
Brachybacterium 

4 Brachybacterium 

neae; Dermabacteraceae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
e: 


Citricoccus. 
Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


v 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Actinomyces 

0 Actinomyces 


mycineae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Arthrobacter albus 


albus Bacteria; 
e 


; Arthrobacter. 


Micrococcus 

occus antarcticus 

ococcaceae; Micrococcus. 
Albidovulum 

1 Albidovulum 

obacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
a. 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Mycoplasma 
8 Mycoplasma 


Xylanimicrobium 
microbium pachnodae 


micromonosporaceae H 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Persephonella 
8 Persephonella 
la. 

Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Chlamydophila 
5 Chlamydophila 


ref|NR_026448.1 


Arthrobacter rhombi 


strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


172956 Bacteria_16S 3139610 3139535 3 78 
strain GY-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 
172956 Bacteria_16S 3150256 3150186 8 78 gi 
pedioforme strain DSM 3802 16S ribosomal RNA, partial s 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteri 
172956 Bacteria_16S 3242980 3242905 3 78 gi 
africanus strain DSM 2603 16S ribosomal RNA, partial se 
africanus Bacteria; Proteobacteria; Deltaproteobacteria 
Desulfovibrio. 
172956 Bacteria_16S 3311156 3311079 1 78 
strain 1A-C 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 3355217 3355146 8 79 gi 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, compl 
tyrofermentans Bacteria; Actinobacteria; Actinobacterid 
Dermabacteraceae; Brachybacterium. 

172956 Bacteria_16S 3359904 3359833 8 79 gi 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
alimentarium Bacteria; Actinobacteria; Actinobacteridae 
Dermabacteraceae; Brachybacterium. 
172956 Bacteria_16S 3394739 3394652 8 


gi 


a; 


a 
gi 


oc 


s 


, 


95 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 3399278 3399207 8 79 gi 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
172956 Bacteria_16S 
strain DSM 20167 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 3413085 3413014 8 79 gi 
strain NCTC 10951 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
172956 Bacteria_16S 3414547 3414476 8 79 gi 
strain CIP 103259 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
172956 Bacteria_16S 3457803 3457732 8 79 gi 
strain DSM 20541 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 3459297 3459226 8 79 gi 
protophormiae strain DSM 20168 16S ribosomal RNA, parti 
protophormiae Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Arthrobacter. 

172956 Bacteria_16S 3462339 3462268 8 
strain DSM 20546 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 3465385 3465314 8 79 gi 
strain DSM 20545 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 3466907 3466836 8 79 gi 
nicotianae strain DSM 20123 16S ribosomal RNA, partial 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
172956 Bacteria_16S 3471475 3471404 8 79 gi 
globiformis strain DSM 20124 16S ribosomal RNA, partial 
globiformis Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
172956 Bacteria_16S 3482051 3481980 8 79 gi 
strain NCTC 11636 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
172956 Bacteria_16S 3483515 3483440 3 78 gi 
acetireducens strain DSM 10703 16S ribosomal RNA, parti 
acetireducens Bacteria; Firmicutes; Clostridia; Clostri 
172956 Bacteria_16S 3503164 3503077 8 95 gi 
strain DSM 20425 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 3532116 3532045 8 79 gi 
DSM 316 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 
172956 Bacteria_16S 3533562 3533491 8 79 
strain DSM 286 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 


oc 


s 


3400813 3400742 8 79 gi 


oc 


no 


no 


oc 


al 
e; 
79 gi 


oc 


oc 
se 


Ac 


s 
A 


no 


al 
di 


oc 


gi 


Clostridiaceae; Sa 


219846829 
3138565 31400 
M 
219846822 
eq 


219846759 
qu 
219846713 
3310081 33114 
219846680 
et 


ae 


219846677 


219846649 
strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 33951 


219846646 
Actinomyc 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 


219846636 
219846635 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


219846603 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


219846598 


219846595 


219846588 
219846587 
219846574 


16S ribosomal RNA, partial sequence 3502100 35035 


219846555 
3531057 3532455 Sarci 


219846554 
3532506 3533966 Sarcina ventriculi Bacteria; 


ref|NR_026421.1 
eiothermus. 
ref|NR_026414.1 

3149167 315062 
iales; Chromati 
ref |NR_026351.1 

3241884 324339 
ibrionales; Des 


uence 
Chromat 


ence 
Desulfov 


ref|NR_026305.1 


; Bogoriellacea 
ref |NR_026272.1 
ce 3354134 335564 
mycetales; 


occineae 


e sequen 
Actino: 


v 


ref|NR_026269.1 
3358821 336033 
cetales; 


equence 
Actinomy 


ref|NR_026241.1 


; Brevibacteriac 
ref |NR_026238.1 

3398202 339968 
etales; Micrococ 


occineae 


equence 


ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
sequence 3458220 345969 
Actinomycetales; Microc 


occineae 


34120 
mycineae 


34134 
mycineae 


occineae 


ref|NR_026193.1 
33 Arthrobacter 
occineae; Micrococcacea 
ref|NR_026191.1 
79 Arthrobacter 
occineae; Micrococcacea 
ref|NR_026190.1 
3465830 346730 
ococc 


tales; Micr 


quence 
tinomyce 


ref|NR_026187.1 
3470399 347186 
etales; Micrococ 


equence 
ctinomyc 


ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026166.1 


34809 
mycineae 


sequenc 
ales; Cl 


; Brevibacteriac 
ref |NR_026147.1 
na maxima Bacter 


occineae 


ref|NR_026146.1 


rcina. 


a 


u 


Micro 


Microco 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 
e 


; Georgenia. 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Brachybacterium 
2 Brachybacterium 


ccineae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 
Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 

occineae; 


’ 


Arthrobacter ramosus 


ramosus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter pascens 


v 


pascens Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


’ 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Clostridium 

2 Clostridium 

ostridium. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


172956 Bacteria_16S 3877232 38771575 80 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

172956 Bacteria_16S 3895852 3895781 8 79 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 3896280 Chlamydia trachomatis Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

172956 Bacteria_16S 3955869 3955798 8 79 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

172956 Bacteria_16S 4059055 4058984 8 79 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

172956 Bacteria_16S 4066673 4066598 3 78 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

172956 Bacteria_16S 4072633 4072562 8 79 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

172956 Bacteria_16S 4113487 4113400 8 95 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

172956 Bacteria_16S 4134748 4134677 8 79 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

172956 Bacteria_16S 17603 17533 8 78 gi| 265679052 |ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

172956 Bacteria_16S 23767 23697 8 78 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 25358 25288 8 78 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 26827 26757 8 78 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 37403 37333 8 78 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

172956 Bacteria_16S 38806 38736 8 78 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

172956 Bacteria_16S 40296 40226 8 78 gi|265679037|ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

172956 Bacteria_16S 41894 41824 8 78 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172956 Bacteria_16S 49444 49374 8 78 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
172956 Bacteria_16S 52611 52541 8 78 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

172956 Bacteria_16S 55649 55579 8 78 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

172956 Bacteria_16S 66230 66160 8 78 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

172956 Bacteria_16S 78193 78123 8 78 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

172956 Bacteria_16S 81105 81035 8 78 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 


Firmicutes; Bacil 


lales; Listeriaceae; Listeria. 


Lactobacillus lindneri 
lindneri Bacteria; 


Aneurinibacillus 
Aneurinibacillus 
llus group; 


Kocuria varians strain 
ria; Actinobacteria; 


Corynebacterium 
Corynebacterium 


rineae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 


Rhodothermus marinus 


marinus Bacteria; 


Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 


Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 


Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Marinovum algicola 


3 Marinovum algicola Bacteria; 


Kineococcus 
Kineococcus 
riineae; 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium 

Clostridium 
lostridium. 

Microbacterium 

Microbacterium 
cineae; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Lactobacillus 

Lactobacillus 
cillus. 

Clostridium tetani 


5 Clostridium tetani Bacteria; 


Vibrio mimicus strain 


ia; Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio mediterranei 


172956 Bacteria_16S 94785 94715 8 78 gi|265679000|ref|NR_029308.1 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

172956 Bacteria_16S 102529 102459 8 78 gi| 265678995 |ref|NR_029303.1 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibaci 
Aneurinibacillus. 

172956 Bacteria_16S 110040 109970 8 78 gi| 265678989 |ref|NR_029297.1 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
172956 Bacteria_16S 117850 117780 8 78 gi|265678984|ref|NR_029292.1 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

172956 Bacteria_16S 120872 120802 8 78 gi| 265678982 |ref|NR_029290.1 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
172956 Bacteria_16S 123960 123890 8 78 gi|265678980|ref|NR_029288.1 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
172956 Bacteria_16S 133063 132993 6 76 gi|265678974|ref|NR_029282.1 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus 
172956 Bacteria_16S 134631 134561 8 78 gi|265678973|ref|NR_029281.1 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthro 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Arthrobacter. 

172956 Bacteria_16S 137577 137507 8 78 gi|265678971|ref|NR_029279.1 
strain 27 16S ribosomal RNA, partial sequence 136495 13800 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
172956 Bacteria_16S 139136 139066 8 78 gi|265678970|ref|NR_029278.1 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
172956 Bacteria_16S 140665 140595 8 78 gi| 265678969 |ref|NR_029277.1 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
172956 Bacteria_16S 146669 146599 8 78 gi| 265678965 |ref|NR_029273.1 
strain FF3 16S ribosomal RNA, partial sequence 145646 14699 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum 
172956 Bacteria_16S 148091 148021 8 78 gi|265678964|ref|NR_029272.1 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineospo 
Kineosporiaceae; Kineococcus. 

172956 Bacteria_16S 154267 154197 8 78 gi|265678960|ref|NR_029268.1 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 15467 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

172956 Bacteria_16S 155833 155763 8 78 gi| 265678959 |ref|NR_029267.1 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
172956 Bacteria_16S 158931 158861 8 78 gi| 265678957 |ref|NR_029265.1 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Microbacteriaceae; Microbacterium. 

172956 Bacteria_16S 160450 160380 8 78 gi| 265678956 |ref|NR_029264.1 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Pseudoclavibacter. 

172956 Bacteria_16S 165007 164937 8 78 gi|265678953|ref|NR_029261.1 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactoba 
172956 Bacteria_16S 166572 166502 8 78 gi|265678952|ref|NR_029260.1 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 16699 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 168158 168088 8 78 gi|265678951|ref|NR_029259.1 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacter 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172956 Bacteria_16S 169682 169612 8 78 gi|265678950|ref|NR_029258.1 
strain Fowl 16S ribosomal RNA, partial sequence 168553 16998 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172956 Bacteria_16S 171158 171088 8 78 gi| 265678949 |ref|NR_029257.1 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; 


Vibrionaceae; Vibrio. 


172956 Bacteria_16S 


172668 172598 8 


78 


strain PB 1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


172956 Bacteria_16S 


398 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 


172956 Bacteria_16S 


strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


172956 Bacteria_16S 
leiognathi strain 
Bacteria; 
172956 Bacteria_16S 


174176 174106 8 


175684 175614 8 


177170 177100 8 


183188 183118 8 


78 


173054 174520 Vibrio fi 


78 


78 


78 


strain 6VI 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Firmicutes; 
172956 Bacteria_16S 
strain 113-1 16S 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


172956 Bacteria_16S 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 
collagenovorans Bacteria; 


172956 Bacteria_16S 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 
chartatabidum Bacteria; 


172956 Bacteria_16S 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequenc 
Clostridia; 


argentinense Bacteria; 
172956 Bacteria_16S 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partia 
Clostridia; 


beijerinckii Bacteria; 
172956 Bacteria_16S 


kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 
Bacillales; 


kaustophilus Bacteria; 
172956 Bacteria_16S 


Clostridia; 


Clostridiales; 
186325 186255 8 
187874 187804 8 


Firmicutes; 
198462 198392 8 


Firmicutes; 
207881 207811 8 


Firmicutes; 
210986 210916 8 


Firmicutes; 
220294 220224 8 


Firmicutes; 
223269 223199 8 


Clostridia; 


Clostridia; 


78 


ribosomal RNA, partial sequence 


78 


78 


78 


78 


78 


78 


strain 40 16S ribosomal RNA, partial sequence 


Proteobacteria; 
172956 Bacteria_16S 
strain DSM 20475 
Firmicutes; 
172956 Bacteria_16S 
strain JW/AS-Y6 1 


6S ribosomal RNA, 


224775 224705 8 


Clostridiales; 
258326 258256 8 


78 


gi 
17 
gi 


gi 


L1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibriona 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


16S ribosomal RNA, partial sequence 223682 22507 
Clostridia; 


Peptococcaceae; 


78 


complete sequence 257219 25873 


265678948 
1556 17300 


265678947 


265678946 


ref |NR_029256.1 


ref 


NR_029255.1 


ref |NR_029254.1 


scheri Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 
Vibrio. 


Vibrio fischeri strain 
Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Vibrio. 
gi| 265678945 |ref|NR_029253.1| Photobacterium 
176048 177513 Photobacterium leiognathi 
les; Vibrionaceae; Photobacterium. 
gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
182124 183612 Clostridium irregulare Bacteria; 
Clostridium. 
gi|265678939|ref|NR_029247.1| Clostridium ramosum 
185230 186748 Clostridium ramosum Bacteria; 
eae. 
gi|265678938|ref|NR_029246.1| Clostridium 
186799 188298 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi|265678931|ref|NR_029239.1| Clostridium 
197405 198934 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi| 265678924 |ref|NR_029232.1| Clostridium 
e 206801 208304 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi| 265678922 |ref|NR_029230.1| Clostridium 
1 sequence 209908 211410 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi|265678916|ref|NR_029224.1| Geobacillus 
219184 220608 Geobacillus 
Bacillaceae; Geobacillus. 
gi|265678914|ref|NR_029222.1| Vibrio campbellii 
222148 223631 Vibrio campbellii Bacteria; 
Vibrio. 
gi|265678913|ref|NR_029221.1| Peptococcus niger 
4 Peptococcus niger Bacteria; 
Peptococcus. 
gi|265678890|ref|NR_029198.1| Moorella glycerini 
1 Moorella glycerini Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
172956 Bacteria_16S 259803 259733 8 78 gi|265678889|ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

172956 Bacteria_16S 282347 282277 8 78 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

172956 Bacteria_16S 283929 283859 8 78 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

172956 Bacteria_16S 299072 299002 8 78 gi| 265678861 |ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
172956 Bacteria_16S 302094 302024 8 78 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172956 Bacteria_16S 309813 309743 8 78 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

172956 Bacteria_16S 312844 312774 8 78 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

172956 Bacteria_16S 320224 320154 8 78 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 


strain J233 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
172956 Bacteria_16S 


321807 321737 8 


78 
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gi 


265678846 


0 Acholeplasma 


ref|NR_029151.1 


thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 


thermoamylovorans Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; 


palmae Bacteria; 


Bacillus 


320691 322234 
Bacillus. 


Bacillus 


172956 Bacteria_16S 
strain S-182 16S 
Firmicutes; Lactobacillales; 
172956 Bacteria_16S 343453 343383 8 
japonicum strain 


340549 340479 8 


Cryptosporangium. 
172956 Bacteria_16S 
strain 124-2 16S 
Firmicutes; Lactobacillales; 
172956 Bacteria_16S 346577 346507 8 


345017 344947 8 


strain 39 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Firmicutes; Bacillales; 
172956 Bacteria_16S 348046 347976 8 


borstelensis strain Logan B4029 16S ribosomal RNA, part 
Bacillales; 


borstelensis Bacteria; 
172956 Bacteria_16S 
strain DSB MGU 15 


Firmicutes; 
349479 349409 8 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


172956 Bacteria_16S 
strain B 16S ribo 
Alphaproteobacteria; 
172956 Bacteria_16S 


350957 350887 8 


Rhodobacterales; 
358218 358148 8 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


78 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
339450 340885 Pediococcus parvulus Bacteria; 
Pediococcus. 
78 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
342395 343854 Cryptosporangium 
Frankineae; Cryptosporangiaceae; 
78 gi|265678828|ref|NR_029133.1| Lactobacillus pentosus 


78 gi 


78 gi 


-6 16S ribosomal RNA, partial sequence 


hongkongensis strain UST950701-009P 16S ribosomal RNA, 


hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; 


343905 34542 
Lactobac 


illus. 
265678827 


345474 34689 
Brevibacillus. 


265678826 


somal RNA, partial sequence 349928 351312 Paracoccu 


ial sequence 346943 3 


Rhodobacterales; 


3 Lactobacillus pentosus Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


ref |NR_029132.1 
2 Brevibacillus 


ref Brevibacillus 


Brevibacillus 


NR_029131.1 
48361 


Paenibacillaceae; Brevibacillus. 
78 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
348412 349877 Agromyces hippuratus Bacteria; 

ococcineae; Microbacteriaceae; Agromyces. 

78 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 

s kocurii Bacteria; Proteobacteria; 
Rhodobacteraceae; Paracoccus. 

78 gi|265678816|ref|NR_029121.1| Loktanella 

partial sequence 357208 358614 Loktanella 


Rhodobacteraceae; 


Loktanella. 

172956 Bacteria_16S 365751 365681 8 78 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

172956 Bacteria_16S 370261 370187 4 78 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 


anticariensis Bacteria; 
Halomonas. 
172956 Bacteria_16S 


Proteobacteria; 


374679 374609 8 


Gammaproteobacteria; 


78 gi 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 


nipponensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
172956 Bacteria_16S 376219 376149 8 


78 gi 


xylanilyticus strain XIL14 16S ribosomal RNA, complete 


xylanilyticus Bacteria; Firmicutes; 
172956 Bacteria_16S 377785 377715 8 
XILO1 16S ribosomal RNA, 
Actinobacteridae; 
172956 Bacteria_16S 
strain HTCC2597 1 


379312 379242 8 


172956 Bacteria_16S 393171 393101 8 


Bacillales; 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


78 gi 


78 gi 


massiliensis strain 2301065 16S ribosomal RNA, partial 


massiliensis Bacteria; 
172956 Bacteria_16S 


Firmicutes; 
397663 397593 8 


xylanilytica strain XIL11 16S ribosomal RNA, 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; 


Cellulomonas. 
400784 400714 8 


Cellulomonadaceae; 
172956 Bacteria_16S 
asymbiotica subsp. 
Photorhabdus asymbiotica subsp. 
Enterobacteriales; Enterobacteriaceae; 
172956 Bacteria_16S 402326 402256 8 
subsp. nitratus strain IMET 11532, 
cerinus subsp. 
Microbacteriaceae; Agromyces. 
172956 Bacteria_16S 417870 417800 8 


formicigenes strain DV1184 16S ribosomal RNA, partial s 
Clostridia; 


formicigenes Bacteria; 
172956 Bacteria_16S 


Firmicutes; 
424000 423930 8 


strain F12 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
172956 Bacteria_16S 428665 428595 8 


Bacillales; 


265678805 
sequence 


265678804 
sequence 


Paenibacillaceae; 


265678803 


376697 378215 Agromyces 
obacteriaceae; 


265678802 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


78 gi| 265678793 
sequence 
Paenibacillaceae; 

78 gi| 265678790 


78 gi 


complete sequence 


265678788 


australis strain 9802892 16S ribosomal RNA, partia 


Oceanospirillales; 


Actinomycetales; 


hodobacteraceae; 


Actinomyceta 


Halomonadaceae; 


ref|NR_029110.1| Kitasatospora 
373661 375050 Kitasatospora 
Streptomycineae; 


ref|NR_029109.1| Paenibacillus 

375101 376646 Paenibacillus 
Paenibacillus. 
ref|NR_029108.1| Agromyces ulmi strain 


ulmi Bacteria; Actinobacteria; 
Agromyces. 
ref|NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 


Oceanicola. 
ref|NR_029098.1| Paenibacillus 
392074 393575 Paenibacillus 
Paenibacillus. 
ref|NR_029095.1] Cellulomonas 
396579 398094 Cellulomonas 


les; Micrococcineae; 


Photorhabdus 
399669 401215 


ref |NR_029093.1 


1 sequence 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


78 gi 


16S ribosomal RNA, p 
nitratus Bacteria; Actinobacteria; Actin 


78 gi 


78 gi 


78 gi 


Clostridiales; 


265678787 


265678776 
equence 


265678772 


422881 42442 


265678769 


halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


artial sequence 
obacteridae; Actinomyceta 


ref|NR_029092.1| Agromyces cerinus 
401266 402730 Agromyces 
les; Micrococcineae; 
ref Tepidibacter 


Tepidibacter 


NR_029081.1 
16856 418235 


rs 


Peptostreptococcaceae; Tepidibacter. 


ref|NR_029077.1| Bacillus algicola 
5 Bacillus algicola Bacteria; 


ref|NR_029074.1| Corynebacterium 
427586 429077 Corynebacterium 


172956 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


172956 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


172956 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


172956 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


172956 Bacteria_16S 


oligofermentans s 
oligofermentans B 


172956 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


172956 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


172956 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


172956 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


172956 Bacteria_16S 


strain QH3A7 16S 


halichoeri strain 
halichoeri Bacter 


172956 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


172956 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


172956 Bacteria_16S 


coryniformis subs 


433314 433244 8 78 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
438004 437934 8 78 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 

453340 453270 8 78 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

454939 454869 8 78 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

456499 456429 8 78 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 

474701 474631 8 78 gi 
rain JLB-1 16S ribosomal RNA, partial 

cteria; Firmicutes; Lactobacillales; E 
476238 476168 8 78 gi 
GCL 1731 16S ribosomal RNA, partial s 
ia; Firmicutes; Lactobacillales; Lacto 
477611 477541 8 78 gi 


gi 


gi 


ia; Rhodobacterales; Rhodobacteraceae; 

486904 486834 8 78 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
490020 489950 8 78 gi 


ribosomal RNA, complete sequence 


452220 45376 


453819 45536 


476563 478023 Parac 


485792 487320 Vibri 


488917 49045 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


265678766 
ence 43219 
nibacillus 
265678763 
rtial sequ 


265678752 


265678751 


265678747 
equence 
Streptococ 

265678735 
sequence 
nterococca 

265678734 
equence 
bacillacea 
265678733 


Paracoccu 
265678727 


265678725 


ococcineae 


e; Actinomycet 


ref 


6 433742 Paenib 


NR_029071.1 


Paenibacillus 
acillus favisporus 


ref|NR_029068.1| Amycolatopsis 
ence 436922 438427 Amycolatopsis 
ales; Pseudonocardineae; 

ref|NR_029057.1| Macrococcus lamae 
8 Macrococcus lamae Bacteria; 
ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 
ref|NR_029052.1] Streptococcus 

455417 456926 Streptococcus 
caceae; Streptococcus. 
ref|NR_029040.1] Enterococcus 

473588 475066 Enterococcus 
ceae; Enterococcus. 
ref |NR_029039.1| Lactobacillus 

475117 476512 Lactobacillus 
e; Lactobacillus. 
ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 
Ss. 
ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 
ref|NR_029030.1| Jonesia quinghaiensis 
1 Jonesia quinghaiensis Bacteria; 
; Jonesiaceae; Jonesia. 
ref|NR_029025.1] Streptococcus 

496622 498127 Streptococcus 
e; Streptococcus. 
ref|NR_029022.1| Bacillus indicus 
1 Bacillus indicus Bacteria; 
ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029018.1| Lactobacillus 
e sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


172956 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


172956 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


172956 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens 


Enterobacteriales 


172956 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


172956 Bacteria_16S 


contaminans strai 
contaminans Bacte 


172956 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


172956 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


172956 Bacteria_16S 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


497706 497636 8 78 gi| 265678720 
M512/02/1 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Lactobacillales; Streptococcacea 

502414 502344 8 78 gi| 265678717 
ibosomal RNA, partial sequence 501307 50281 
lales; Bacillaceae; Bacillus. 

503913 503843 8 78 gi| 265678716 
ain R-9477 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; Rhod 

508546 508476 8 78 gi| 265678713 
p. torquens strain 30 16S ribosomal RNA, complet 

Lactobacillus. 

513050 512980 8 78 gi| 265678710 
CCUG 47156 16S ribosomal RNA, partial sequence 
a; Firmicutes; Lactobacillales; Streptococcaceae 

514489 514419 8 78 gi| 265678709 
bosomal RNA, partial sequence 513446 51481 
bacillales; Lactobacillaceae; Lactobacillus. 

517516 517446 8 78 gi| 265678707 

thracensis strain 39-8 16S ribosomal RNA, comp 


tes; Bacillales; Staphylococcus. 


ref 

5 
7 St 
ref 


ref 
lete 


11957 51 


3 Lactobacillus 


NR_029015.1 
3395 
reptococcus. 
NR_029014.1 


NR_029012.1 
sequence 


Streptococcus 
Streptococcus 


Lactobacillus rossiae 
rossiae Bacteria; 


Photorhabdus 
516416 517931 


subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Subdoligranulum 
igranulum variabile 


; Enterobacteriaceae; Photorhabdus. 

519081 519011 8 78 gi|265678706|ref|NR_029011.1 
» kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
e; Photorhabdus. 

526721 526651 8 78 gi|265678701|ref|NR_029006.1 
n R-16222 16S ribosomal RNA, partial sequence 525601 527141 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

532777 532707 8 78 gi| 265678697 |ref|NR_029002.1 
S ribosomal RNA, partial sequence 531745 53318 
lales; Bacillaceae; Bacillus. 

540435 540365 8 78 gi| 265678692 |ref|NR_028997.1 
BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdol 
tes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

541957 541887 8 78 gi| 265678691 |ref|NR_028996.1 


Staphylococcus 


540862 542331 Staphylococcus nepalensis 


172956 Bacteria_16S 
strain CIP 105566 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
172956 Bacteria_16S 551222 551152 8 78 gi| 265678685 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

172956 Bacteria_16S 552730 552660 8 78 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
172956 Bacteria_16S 
strain LV3 16S ri 


546550 546480 8 78 gi 


partial sequence 


265678688 
54547 


ref|NR_028993.1| Enterobacter kobei 
5 546925 Enterobacter kobei Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028990.1| Lactobacillus 

550095 551652 Lactobacillus 


564958 564888 8 78 
bosomal RNA, partial sequence 


gi| 265678676 
563902 56532 


ref|NR_028981.1| Rhodoglobus vestalii 
7 Rhodoglobus vestalii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
172956 Bacteria_16S 569472 569402 8 78 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
172956 Bacteria_16S 571017 570947 6 76 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

172956 Bacteria_16S 572507 572437 8 78 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

172956 Bacteria_16S 573973 573903 8 78 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 


tuberculostearicu: 
Corynebacteriacea 


172956 Bacteria_16S 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


172956 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


172956 Bacteria_16S 


strain 3wWC2 16S r 
Firmicutes; Clost 


172956 Bacteria_16S 
n ATCC 27768 16S ribosomal RNA, partia 
Clostridi 


prausnitzii strai 
prausnitzii Bacte 


172956 Bacteria_16S 


picturae strain R 


e; Corynebacterium. 
579866 579796 8 78 gi 
MIB R-5091 16S ribosomal RNA, partial 


e; Corynebacterium. 


585956 585886 8 78 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

590423 590353 8 78 gi 
ibosomal RNA, partial sequence 58 
ridia; Clostridiales; Clostridiaceae; 

595016 594946 8 78 gi 


ria; Firmicutes; Clostridia; 
607030 606960 8 


78 gi 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

172956 Bacteria_16S 608535 608465 8 78 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172956 Bacteria_16S 610102 610032 8 78 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

172956 Bacteria_16S 611647 611577 8 78 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

172956 Bacteria_16S 616316 616246 8 78 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172956 Bacteria_16S 619366 619296 8 78 gi|265678639|ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

172956 Bacteria_16S 623737 623667 8 78 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172956 Bacteria_16S 628446 628376 8 78 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M11 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

172956 Bacteria_16S 635997 635927 8 78 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 
172956 Bacteria_16S 637528 637458 8 78 gi|265678626|ref|NR_028931.1| Knoellia sinensis 


m Bacteria; Actinobacteria; Actinobacteridae; Ac 


Actinobacteria; Actinobacteridae; Act 


-5321 16S ribosomal RNA, partial sequence 


60592 


tinomycetales; 


Corynebacterineae; 


265678666|ref|NR_028971.1| Corynebacterium 
sequence 578821 580286 Corynebacterium 
inomycetales; Corynebacterineae; 
265678662|ref|NR_028967.1| Bacillus barbaricus 
584888 586308 Bacillus barbaricus Bacteria; 
265678659|ref|NR_028964.1| Clostridium colicanis 
9361 590795 Clostridium colicanis Bacteria; 
Clostridium. 
265678656|ref|NR_028961.1| Faecalibacterium 
1 sequence 593943 595404 Faecalibacterium 
ales; Ruminococcaceae; Faecalibacterium. 
265678647 |ref|NR_028952.1| Oceanobacillus 


0 607435 Oceanobacillus picturae 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Knoellia. 


172956 Bacteria_16S 
rain EL-30 16S ribosomal RNA, partial 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


lacusekhoensis st 


642167 642097 8 


Micrococcaceae; Nesterenkonia. 


172956 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


CMS 76or 16S ribo 
Actinobacteridae; 


urinaehominis str 
urinaehominis Bac 


strain CK55 16S r 
Firmicutes; Clost 


Bacteria; 


strain 279-56 16S 
Proteobacteria; 
cloacae complex. 


172956 Bacteria_16S 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 
Clostridia; 


odorimutans Bacte 
Anaerovorax. 


172956 Bacteria_16S 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; Actinomycet 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


172956 Bacteria_16S 


teria; 
172956 Bacteria_16S 


Firmicutes; 
172956 Bacteria_16S 

pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial seque 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgal 
172956 Bacteria_16S 


ria; 


645293 645223 8 


648397 648327 8 


651359 651289 8 


Firmicutes; 
652751 652681 8 


Clostridiales; 
654209 654139 8 


Clostridia; 
661758 661688 8 


663220 663150 8 


ribosomal RNA, partial sequence 


664780 664710 8 
Firmicutes; 


669295 669225 8 


Arcanobacterium. 
675384 675314 8 


complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
172956 Bacteria_16S 


78 


78 


78 


78 


ibosomal RNA, partial sequence 
ridia; 
172956 Bacteria_16S 

azorensis strain MV1087 16S ribosomal RNA, partial sequence 65316 
Clostridiales; 


strain W16 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
172956 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


strain DSM 30039 


Proteobacteria; 


warmboldiae Bacte 
Buttiauxella. 


172956 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


strain RSA19 16S 
Firmicutes; Bacil 


strain NVI 88/441 
Proteobacteria; 


strain NVI 88/478 
Proteobacteria; 


Gammaproteobacteria; 
172956 Bacteria_16S 


Gammaproteobacteria; 
172956 Bacteria_16S 


684358 684288 8 

Clostridiales; 
690553 690483 8 
692105 692035 8 
Proteobacteria; 
701104 701034 8 


Paenibacillaceae; 
702591 702521 8 


Paenibacillaceae; 
709791 709721 8 


16S ribosomal RNA, 


711349 711279 
16S ribosomal RNA, 


8 


717546 717476 8 


ibosomal RNA, partial sequence 
ridia; 
172956 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; 
172956 Bacteria_16S 
ribosomal RNA, partial sequence 
lales; 
172956 Bacteria_16S 


strain B43 16S ribosomal RNA, partial sequence 


Proteobacteria; 


719152 719082 8 


marismortui strain 123 16S ribosomal RNA, 


Bacteria; 


strain XINach 16S 
Proteobacteria; 


luminescens subsp. 


Photorhabdus luminescens subsp. 


Enterobacteriales; 


722187 722117 8 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
172956 Bacteria_16S 


723773 723703 8 


gi 


gi 


644174 645732 Vibri 


gi 


somal RNA, partial sequence 647310 648789 Koc 
Actinomycetales; Micrococcineae; Micrococcace 
172956 Bacteria_16S 
ain CCUG 42038b 16S ribosomal RNA, partial sequence 
Lactobacillales; Ae 


gi 


Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 689459 69096 
Gammaproteobacteria; Enterobacteriales; 
172956 Bacteria_16S 
warmboldiae strain NSW 326 
ria; 


16S ribosomal RNA, partial 


Gammaproteobacteria; Enterobacteriales; 
172956 Bacteria_16S 


Firmicutes; Bacillales; Bacillaceae; Virgibac 
172956 Bacteria_16S 


265678623 
sequence 


ref 


641107 64257 


NR_028928.1 
3 


Nesterenkonia 
Nesterenkonia 


Actinomycetales; Micrococcineae; 
265678621|ref|NR_028926.1| Vibrio lentus strain 
o lentus Bacteria; Proteobacteria; 

265678619 |ref|NR_028924.1| Kocuria polaris strain 

uria polaris Bacteria; Actinobacteria; 

ae; Kocuria. 
265678617 |ref|NR_028922.1| Aerococcus 

650305 651625 Aerococcus 


laumondii strain TT01 16S ribosomal RNA, partial sequence 


Enterobacteriaceae; 


rococcaceae; Aerococcus. 
78 gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
651676 653112 Clostridium uliginosum Bacteria; 
Clostridiaceae; Clostridium. 
78 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
3 654605 Caloranaerobacter azorensis 
Clostridiaceae; Caloranaerobacter. 
78 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
nce 660668 662086 Jeotgalicoccus 
icoccus. 
78 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
662137 663647 Enterobacter cloacae Bacteria; 
Enterobacteriaceae; Enterobacter; Enterobacter 
78 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
663698 665185 Anaerovorax 
Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
78 gi|265678603|ref|NR_028908.1| Arcanobacterium 
al sequence 668320 669706 Arcanobacterium 
ales; Actinomycineae; 
78 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
674316 675810 Dermatophilus chelonae Bacteria; 
; Dermatophilaceae; Dermatophilus. 
78 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
683287 684723 Clostridium acidisoli Bacteria; 
Clostridiaceae; Clostridium. 
78 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
Enterobacteriaceae; Citrobacter. 
78 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
sequence 691014 692520 Buttiauxella 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
78 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
699985 701422 Paenibacillus odorifer Bacteria; 
Paenibacillus. 
78 gi|265678581|ref|NR_028886.1| Paenibacillus graminis 
701473 702909 Paenibacillus graminis Bacteria; 
Paenibacillus. 

78 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Vibrionales; Vibrionaceae; Aliivibrio. 

78 gi|265678575|ref|NR_028880.1| Moritella viscosa 
partial sequence 710239 711741 Moritella viscosa Bacteria; 
Alteromonadales; Moritellaceae; Moritella. 

78 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 

716437 717968 Enterobacter pyrinus Bacteria; 
Enterobacteriaceae; Enterobacter. 
78 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
complete sequence 718019 719581 Virgibacillus marismortui 
illus. 

78 gi|265678567|ref|NR_028871.1| Photorhabdus temperata 

721087 722612 Photorhabdus temperata Bacteria; 
Enterobacteriaceae; Photorhabdus. 
78 gi|265678566|ref|NR_028870.1| Photorhabdus 


722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


172956 Bacteria_16S 
luminescens subsp 
Photorhabdus luminescens subsp. 


Enterobacteriales 


172956 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
Proteob 
172956 Bacteria_16S 
silvestris strain 
silvestris Bacter 
172956 Bacteria_16S 
VKM Ac-1800 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 
nematophilus stra 
nematophilus Bact 
172956 Bacteria_16S 


Bacteria; 


VR1 16S ribosomal 


Gammaproteobacter 
172956 Bacteria_16S 
strain HKU4 16S r 
Lacto 
172956 Bacteria_16S 


Firmicutes; 


postgatei strain 
Bacteria; 


strain Pull 5.3 1 
Proteobacteria; 


naphthalenovorans 
naphthalenovorans 


172956 Bacteria_16S 


strain 12993 16S 
Proteobacteria; 


strain 256 16S ri 
Proteobacteria; 


haemoperoxidus st 
haemoperoxidus Ba 


172956 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


172956 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


172956 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


172956 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


172956 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


172956 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


172956 Bacteria_16S 


strain VKM Ac-180 


Proteob 
172956 Bacteria_16S 


G 
172956 Bacteria_16S 


G 
172956 Bacteria_16S 


G 
172956 Bacteria_16S 


725356 725286 8 78 gi 
akhurstii strain FRGO4 16S ribosomal 


, 


Photorhabdus. 
78 


Enterobacteriaceae; 
728461 728392 8 gi 
acteria; Gammaproteobacteria; Chromati 
731408 731338 8 78 gi 
HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
756348 756278 8 78 gi 
ibosomal RNA, partial sequence 
762374 762304 8 78 gi 
Paenibac 

gi 


Firmicutes; Bacillales; 

770051 769981 8 78 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


eria; 


6S ribosomal RNA, 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
831454 831384 8 78 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
833005 832935 8 78 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
848173 848103 8 78 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
850963 850893 8 78 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
852489 852419 8 78 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 

863251 863181 8 78 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
885793 885723 8 78 gi 
9 16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


gi 


887329 887259 8 78 gi 
4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


172956 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


172956 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


172956 Bacteria_16S 


897979 897909 8 78 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
899554 899484 8 


gi 


Enterococ 
78 gi 


Y¥C300 16S ribosomal RNA, partial sequence 89842 
tes; Bacillales; Paenibacillaceae; Paenibacillus 
910319 910249 8 78 gi| 265678438 


755262 75674 


in NEMla 16S ribosomal RNA, partial se 


768965 770424 Vibri 


776304 776234 8 78 gi| 265678529 
ibosomal RNA, partial sequence 775183 77669 
bacillales; Streptococcaceae; Streptococcus. 

779395 779325 8 78 gi| 265678526 
2ac9 16S ribosomal RNA, partial sequence 77827 
acteria; Deltaproteobacteria; Desulfobacterales; 

791644 791574 8 78 gi| 265678518 


complete sequence 790537 79204 


ammaproteobacteria; Alteromonadales; Psychromona 
797727 797657 8 78 gi| 265678514 
strain PR-Nl 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Paenibacillac 
819126 819056 8 78 gi| 265678500 
ribosomal RNA, partial sequence 818049 81950 
ammaproteobacteria; Enterobacteriales; Enterobac 
820631 820561 8 78 gi| 265678499 


819558 82101 


849874 85135 


862181 86365 


896853 89837 


265678565 
RNA, part 


265678563 
72737 
ales; Ecto 
265678561 
uence 
ceae; Soli 
265678542 


ococcineae 
265678538 

quence 

illaceae; 
265678533 


Enterobac 
265678492 
quence 

nterococca 
265678491 
nce 83188 
Enterococ 
265678481 
nce 84713 
terales; R 
265678479 


e; Heliore 
265678478 
1 sequence 
e; Actinom 


265678470 


elotrichac 
265678454 

88470 
ales; Micr 
265678453 

88624 
ococcineae 
265678446 


cus. 
265678445 


ref 
ial 


NR_028869.1 
sequence 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_028867.1| Thiorhodospira 

0 728734 Thiorhodospira sibirica 

thiorhodospiraceae; Thiorhodospira. 

ref|NR_028865.1| Solibacillus 
730321 731827 Solibacillus 

bacillus. 

ref|NR_028846.1| Agromyces albus strain 

7 Agromyces albus Bacteria; 

; Microbacteriaceae; Agromyces. 

ref|NR_028842.1| Paenibacillus 
761257 762788 Paenibacillus 


ibacillus. 
NR_028837.1 


ber Bacteria; 


Paen 
ref 
o ru 


Vibrio ruber strain 
Proteobacteria; 


ref |NR_028833.1 
4 Streptococcus 


Streptococcus sinensis 
sinensis Bacteria; 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Psychromonas arctica 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028821.1 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 

ref|NR_028817.1| Paenibacillus 

e 796606 798156 Paenibacillus 

eae; Paenibacillus. 

ref|NR_028803.1| Kluyvera cryocrescens 
7 Kluyvera cryocrescens Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028802.1| Kluyvera intermedia 

0 Kluyvera intermedia Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028795.1] Enterococcus 

830324 831835 Enterococcus 

ceae; Enterococcus. 

ref|NR_028794.1] Enterococcus 

6 833394 Enterococcus moraviensis 
cus. 
ref|NR_028784.1 
2 848491 Paraco 
hodobacteraceae; Paracoccus. 
ref|NR_028782.1| Heliorestis baculata 
8 Heliorestis baculata Bacteria; 


Paracoccus 
ccus kondratievae 


stis. 
ref|NR_028781.1| Kineococcus 

851409 852783 Kineococcus 
ycetales; Kineosporiineae; 
ref|NR_028773.1| Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


eae; Bulleidia. 
ref|NR_028756.1| Rathayibacter caricis 
1 886196 Rathayibacter caricis 


ococcineae; Microbacteriaceae; 
ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028748.1 


6 Enterococcus 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Enterococcus avium 
avium Bacteria; 


Paenibacillus 
acillus koreensis 


ref |NR_028747.1 
7 899962 Paenib 


xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


ref|NR_028740.1| Clostridium 
909211 910743 Clostridium 


172956 Bacteria_16S 
VKM Ac-1401 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 
intermedius strain 1877 16S ribosomal RNA, partial sequence 91544 
Firmicutes; 
172956 Bacteria_16S 

nubinhibens strain ISM 16S ribosomal RNA, partial sequence 


Bacteria; 


Bacteria; 


Bacteria; 


Firmicutes; 


Firmicutes; 


172956 Bacteria_16S 
succinus subsp. 


172956 Bacteria_16S 
strain SK3 16S ribosomal RNA, 


Firmicutes; 


172956 Bacteria_16S 


satsumensis Bacteria; 
172956 Bacteria_16S 


Bacteria; 


1019506 1019436 8 78 gi| 265678365 |ref|NR_028667.1 

succinus strain AMG-D1 16S ribosomal RNA, complete sequence 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; 
1021102 1021032 8 78 gi|265678364|ref|NR_028666.1 
complete sequence 1019984 1021495 Streptococcus 

Lactobacillales; Streptococcaceae; Streptococcus. 

1033293 1033223 8 78 gi| 265678356 |ref|NR_028658.1 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 103372 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
1034853 1034783 8 78 gi| 265678355 |ref|NR_028657.1 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneuri 
Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneur 
1056157 1056087 8 78 gi|265678340|ref|NR_028642.1 


172956 Bacteria_16S 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Enterobacteriales; 


Lactobacillales; 
172956 Bacteria_16S 
strain ATCC 33433 
Proteobacteria; 
172956 Bacteria_16S 
strain T7 16S ribosomal RNA, partial sequence 
Bacil 


Gammaproteobacteria; Enterobacteriales; 


911889 911819 8 78 gi 


916563 916493 8 78 gi 


Lactobacillales; Streptococcaceae; 
928943 928873 8 78 gi 


930427 930357 8 78 
ribosomal RNA, partial sequence 


gi 


931980 931910 8 78 gi 


Firmicutes; 


963001 962931 8 78 gi 


Firmicutes; Lactobacillales; 
966052 965982 8 78 


gi 
Proteobacteria; 
970621 970551 8 78 gi 
Proteobacteria; 


973744 973674 8 78 
4 16S ribosomal RNA, 


gi 
complete sequence 


985857 985787 8 78 
6S ribosomal RNA, 


gi 


987444 987374 8 78 gi 


989024 988954 8 78 gi 


990604 990534 8 78 gi 


992175 992105 8 78 gi 


995259 995189 8 78 gi 


Bacteria; Firmicutes; Clostridia; 
996819 996749 8 78 

ribosomal RNA, complete sequence 
Carnobacteriaceae; 
1004414 1004344 8 78 gi 


16S ribosomal RNA, partial sequence 


gi 


1008914 1008844 8 78 gi 


lales; Bacillaceae; Bacillus. 


265678437 
910794 91228 
ococcineae; 
265678434 


265678426 
927903 929320 Roseovarius nubinhibens 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
172956 Bacteria_16S 
strain DSS-3 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172956 Bacteria_16S 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 
algidixylanolyticum Bacteria; 
172956 Bacteria_16S 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
pseudoavium Bacteria; 
172956 Bacteria_16S 

subsp. vallismortis strain DV 16S ribosomal RNA, partial 
subsp. vallismortis Bacteria; 
Salinivibrio. 
172956 Bacteria_16S 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 
fructosovorans Bacteria; 
Desulfovibrio. 
172956 Bacteria_16S 
strain WSU 86/104 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
172956 Bacteria_16S 
strain FC 097-2 1 
Tenericutes; Moll 
172956 Bacteria_16S 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 


265678425 
929371 93083 


Clostridia; Clostridiales; 
265678403 


Gammaproteobacteria; Vi 
265678397 
Deltaproteobacteria; 


265678395 
972617 974173 Waddli 


265678387 
complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678386 
986336 987865 Citrob 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
172956 Bacteria_16S 
strain 167 16S ribosomal RNA, partial sequence 
Proteobacteria; 
172956 Bacteria_16S 
strain I-75 16S ribosomal RNA, partial sequence 
Proteobacteria; 
172956 Bacteria_16S 
strain DO 14784 1 
Proteobacteria; 
172956 Bacteria_16S 
hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminobacter. 
172956 Bacteria_16S 

strain B1333 16S 


265678385 
987916 98944 
Enterobacteri 
265678384 
989496 99101 
Gammaproteobacteria; Enterobacteriales; 


265678380 
995703 99724 
Granulicatella. 

265678375 
1003352 1004810 Kluyve 
Enterobacteri 
265678372 
1007814 10092 


ref 


Mi 
ref 


Streptococcu 


ref 


ref 


ref 


ref 


ref 
sequence 


ref 


Desulfo 


ref 


ref 


ref 


Ent 


ref 


ref 


ref 


ref 


Clo 


ref 


ref 


ref 


5 916988 Strept 


961894 963406 
Enterococcaceae; E 
265678401 
964933 966480 
brionales; Vibrionaceae; 


969528 971049 


5 Acholeplasma 


e 994185 995652 


NR_028739.1 


crobacteriac 
NR_028736.1 


s; Streptoco 
NR_028728.1 


bacteraceae; 


NR_028727.1 


NR_028726.1 

930884 
Clostridiace 
NR_028705.1 


nterococcus. 
NR_028703.1 


NR_028699.1 
vibrionales; 


NR_028697.1 


NR_028689.1 


eplasma. 
NR_028688.1 


erobacteriac 
NR_028687.1 


aceae; Citro 
NR_028686.1 


aceae; Citro 
NR_028685.1 


aceae; Citro 
NR_028683.1 


stridiales F 


NR_028682.1 


NR_028677.1 


aceae; Kluyv 
NR_028674.1 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Roseovarius 


Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 
hodobacteraceae; Ruegeria. 
265678424 


Clostridium 

932385 Clostridium 
ae; Clostridium. 

Enterococcus 

Enterococcus 


costicola 
costicola 


Salinivibrio 
Salinivibrio 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Acholeplasma vituli 


vituli Bacteria; 


Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
Enterobacteri 
265678383 
6S ribosomal RNA, partial sequence 991068 99256 
Gammaproteobacteria; Enterobacteriales; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 
Enterobacteri 
265678381 
strain glu 65 16S ribosomal RNA, partial sequenc 
Clostridiales; 


bacter. 
Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Staphylococcus 

1018386 1019933 
Staphylococcus. 
Streptococcus gordonii 
gordonii Bacteria; 


Lactobacillus 

0 Lactobacillus 

Ss. 
Aneurinibacillus 
nibacillus danicus 
inibacillus. 


ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 


Paraliobacillus 


1055053 1056552 Paraliobacillus 


172956 Bacteria_16S 
japonensis strain 
Bacteria; Bacteroidetes; 
172956 Bacteria_16S 


acidiphilus Bacteria; 
172956 Bacteria_16S 


172956 Bacteria_16S 
strain YLM-32 16S 


172956 Bacteria_16S 
strain NAFOO1 16S 
Firmicutes; Bacillales; 
172956 Bacteria_16S 

1139 16S ribosomal RNA, 
Bacillales; Bacillaceae; 
172956 Bacteria_16S 


1062248 1062178 6 
758 16S ribosomal RNA, partial sequence 


1063795 1063725 8 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 
1066798 1066728 8 
strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 10671 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
1077057 1076987 8 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
1081574 1081504 8 
ribosomal RNA, partial sequence 


1087648 1087578 8 


1092296 1092226 8 


76 


Sphingobacteria; 


78 


78 


78 


78 


Bacillus. 
78 


Bacillaceae; 


complete sequence 
Bacillus. 
78 


Sphingobacteriales; 


265678336|ref 


gi 


265678335|ref 


gi 


265678333|ref 


gi 


265678325|ref 


gi 


1061167 1062648 Chitin 
Chitinophagaceae; C 


1062699 106423 
Alicyclobacill 


52 Rheinheimera 
Rheinheimera. 


NR_028638.1 


NR_028637.1 


NR_028635.1 


NR_028627.1 


Chitinophaga 
ophaga japonensis 
hitinophaga. 
Alicyclobacillus 
1 Alicyclobacillus 
us. 
Rheinheimera pacifica 


pacifica Bacteria; 


Rarobacter incanus 


1075986 1077478 Rarobacter incanus Bacteria; 


265678322 |ref 


gi 


Rarobacteracea 


NR_028624.1 


e; Rarobacter. 
Bacillus funiculus 


1080469 1081998 Bacillus funiculus Bacteria; 


265678318 |ref 


gi 


1086532 1088056 Bacillus 


265678315|ref 


gi 


1091188 1092688 Lactobacillus 


NR_028620.1 


NR_028617.1 


NR_028611.1 


akibai Bacte 


Bacillus akibai strain 
ria; Firmicutes; 


Lactobacillus algidus 
algidus Bacteria; 


Clostridium hiranonis 


1100149 1101541 Clostridium hiranonis Bacteria; 


strain M 6 AY 16S ribosomal RNA, partial sequence 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

172956 Bacteria_16S 1101172 1101102 8 78 gi| 265678309 |ref 
strain TO-931 16S ribosomal RNA, partial sequence 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
172956 Bacteria_16S 1102674 1102604 8 78 gi| 265678308 |ref 


strain 14 16S ribosomal 
Actinobacteria; Actinoba 
172956 Bacteria_16S 
strain D2-18 16S 
Firmicutes; Clostridia; 
172956 Bacteria_16S 

strain DB21MT-5 16S ribo 
Proteobacteria; Gammapro 
172956 Bacteria_16S 
halophilum strain 76 16S 
Bacteria; Actinobacteria 
Microbacterium. 
172956 Bacteria_16S 
ATCC 35469 16S ribosomal 
Bacteria; Proteobacteria 
172956 Bacteria_16S 
sphenisci strain CECT 59 
sphenisci Bacteria; Acti 
Corynebacteriaceae; Cory 
172956 Bacteria_16S 
strain YB1 16S ribosomal 
Proteobacteria; Gammapro 
172956 Bacteria_16S 
CMS 76r 16S ribosomal RN. 
Actinobacteridae; Actino 
172956 Bacteria_16S 
strain MBIC3157 16S ribo 
Proteobacteria; Gammapro 
172956 Bacteria_16S 
DSM 20544 16S ribosomal 
Bacteria; Firmicutes; Cl 
172956 Bacteria_16S 
DSM 1552 16S ribosomal R 
Firmicutes; Erysipelotri 
172956 Bacteria_16S 
DSM 16795 16S ribosomal 
Bacteria; Firmicutes; Cl 
172956 Bacteria_16S 
stercorihominis DSM 1724 
stercorihominis DSM 1724 
172956 Bacteria_16S 
colihominis DSM 17241 16 
17241 Bacteria; Firmicut 
172956 Bacteria_16S 
ATCC 43969 16S ribosomal 


1111880 1111810 8 


1119413 1119343 8 


1136030 1135960 8 


1183030 1182960 8 


1184524 1184454 8 


1185987 1185917 8 


RNA, partial sequence 


78 

partial sequence 
Clostridiales; 
78 


78 


78 
RNA, partial sequence 


78 


nebacterium. 
78 
RNA, partial sequence 


78 


78 


78 
RNA, partial sequence 

ostridia; 
78 


78 
RNA, partial sequence 

ostridia; Clostridiales; 
78 
4 Bacteria; Firmicutes; 
78 


es; Clostridia; 


78 
RNA, partial sequence 


cteridae; Actinomycetales; Micrococcineae; 
1104237 1104167 8 
ribosomal RNA, 


somal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; Moritellaceae; 
1113374 1113304 8 
ribosomal RNA, partial sequence 
; Actinobacteridae; Actinomycetales; 


; Gammaproteobacteria; Enterobacteriales; 
1134523 1134453 8 
90 16S ribosomal RNA, partial sequence 
nobacteria; Actinobacteridae; Actinomycetales 


somal RNA, partial sequence 1153118 11545 
teobacteria; Vibrionales; Vibrionaceae; Photo 
1164844 1164772 6 


Clostridiales; Veillonellaceae; 
1166381 1166311 8 


4 16S ribosomal RNA, partial sequence 
Clostridia; 


S ribosomal RNA, partial sequence 
Clostridiales; 


NR_028610.1 


Agromyces rhizospherae 


1101592 1103101 Agromyces rhizospherae Bacteria; 


265678306|ref 


gi 


1103152 1104621 Mogibacterium 
Clostridiales Family XIII. 


Inc 


gi|265678301|ref 


265678300|ref 


gi 
Micrococ 
ref 


gi| 228716249 


Microbacteriac 


1112307 1113789 Microb 


NR_028608.1 


ertae Sedis; 
NR_028602.1 


Moritella. 
NR_028601.1 


cineae; Micr 


NR_027549.1 


eae; Agromyces. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Escherichia fergusonii 


1118333 1119805 Escherichia fergusonii ATCC 35469 


253680767 |ref 


gi 


RR 


253680766|ref 


gi 
Vibri 


gi| 253680764 |ref 


A, complete sequence 1138010 1139535 Leifsonia 
mycetales; Micrococcineae; Microbacteriaceae; 
1154142 1154072 8 


253680754|ref 


gi 


228720667 |ref 


gi 


Enterobacteriac 


NR_028015.1 


133500 113488 


; Corynebact 
NR_028014.1 


O°. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_028002.1 


bacterium. 
NR_027596.1 


eae; Escherichia. 

Corynebacterium 
1 Corynebacterium 
erineae; 


Vibrio coralliilyticus 


1134932 1136396 Vibrio coralliilyticus Bacteria; 
teobacteria; Vibrionales; Vibrionaceae; 
1139107 1139037 8 


Leifsonia rubra strain 
ria; Actinobacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Mitsuokella multacida 


1163739 1165249 Mitsuokella multacida DSM 20544 


Mit 


gi|228720470|ref 


NA, partial sequence 1165300 1166687 Clostridi 
chi; Erysipelotrichales; Erysipelotrichaceae. 
1177000 1176930 8 


ref 


Clos 


gi|228717350|ref 


RR 


Clostridi 
gi| 228717037 |ref 
Ruminococcacea 
228716090|ref 


gi 


181973 118343 


1183485 1184849 Anaero 


suokella. 
NR_027592.1 
NR_027573.1 


tridium. 
NR_027562.1 


ales; Eubact 
NR_027558.1 


e; Anaerotru 


Clostridium spiroforme 


um spiroforme DSM 1552 Bacteria; 


Clostridium bartlettii 


1177377 Clostridium bartlettii DSM 16795 
Clostridiaceae; 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Anaerotruncus 
truncus colihominis DSM 
ncus. 
Yersinia mollaretii 


NR_027546.1 


1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


172956 Bacteria_ 


ATCC 29909 16S ri 
Proteob 
172956 Bacteria_16S 
ATCC 33641 16S ri 
Proteob 
172956 Bacteria_16S 
ATCC 43970 16S ri 
Proteob 
172956 Bacteria_16S 


Bacteria; 
Bacteria; 
Bacteria; 
strain 01-570-1 1 


Firmicutes; 


Firmicutes; 


172956 Bacteria_16S 
limnophilus strai 
limnophilus Bacte 
172956 Bacteria_16S 


efficiens YS-314 


Bacteria; Actinob 


Corynebacterium. 


172956 Bacteria_16S 
strain A431 16S r 
G 
172956 Bacteria_16S 


Proteobacteria; 


mcbrellneri ATCC 


ATCC 49030 Bacter 
Brevibacteriaceae 
172956 Bacteria_16S 
psychrophilus str 


psychrophilus Bac 


172956 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
172956 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


172956 Bacteria_16S 1294580 1294510 8 78 gi 
subsp. equorum strain PA 231 16S ribosomal RNA, partial 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphy 
172956 Bacteria_16S 1297489 1297419 8 78 gi 


strain 2DT 16S ri 


Firmicutes; Bacil 


172956 Bacteria_16S 


strain NCIMB 7030 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


172956 Bacteria_16S 1315762 1315692 8 78 gi 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partia 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacil 
172956 Bacteria_16S 1318875 1318805 8 78 gi 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; 
172956 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


172956 Bacteria_16S 


Cc 
Cc 


carnosus subsp. 
carnosus subsp. 


172956 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


172956 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


172956 Bacteria_16S 


Lacto 
172956 Bacteria_16S 
strain AM1114 16S 
Clost 
172956 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae; 


16S 1187498 1187428 8 78 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1189009 1188939 8 78 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1190520 1190450 8 78 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1220709 1220639 8 78 gi 


gi 


bacillales; Carnobacteriaceae; Allofus 
1223753 1223683 8 78 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1234405 1234335 8 78 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


; Microbacterium. 


1255440 1255370 8 78 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 


1256956 1256886 8 78 gi 


acteria; Actinobacteridae; Actinomycet 


1258471 1258401 8 78 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1261464 1261394 8 78 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 

Brevibacterium. 

1285428 1285358 8 78 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1286985 1286915 8 78 gi 
in YKJ-101 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Jeotgali 
1288580 1288510 8 78 gi 


gi 


’ 


Weissella. 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1298990 1298920 8 78 gi 
55 16S ribosomal RNA, partial sequence 


coagulans strain GA 211 16S ribosomal 


1320417 1320347 8 78 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1321959 1321889 8 78 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 
1328113 1328043 8 78 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1337233 1337163 8 78 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1186411 11878 


1187922 11893 


1189433 11908 


6S ribosomal RNA, partial sequence 1219617 12211 


1222664 12241 


16S ribosomal RNA, partial sequence 1255896 12573 


1257400 12588 


1287447 1289004 Weiss 


1296399 12978 


228716058 


cteriales; 
228716012 


cteriales; 
228715942 


cteriales; 
219878362 


tis. 
219878346 


Caminicell 
219878266 
ial sequen 
ae; Actino 


’ 


219857194 
sequence 

llaceae; B 
219857144 
al 


es; Cory 


219856813 


onaceae; V 
219846707 
nce 12603 
Actinomyce 


219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
219846052 


228715348 
sequence 
lococcus. 

219857534 


219846893 

12979 
ococcineae 
228716557 
1 sequence 
laceae; Ba 
228715349 
RNA, part 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
219846129 
rtial sequ 
ales; Lact 
228721486 
equence 

eobacteria 


1343371 1343301 8 78 gi 


ref 


ref 


ref 


ref 


ref 


a. 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


, Br 
ref 


cill 
ref 
ial 


Firmicutes; 


ref 
uenc 
hylo 
ref 
quen 
loco 
ref 
ence 
obac 
ref 


v 


Rh 


228721107 


ref 


Ent 


Ent 


Ent 


ce 1233340 12348 
myce 


1254345 12558 
revi 


97 1261800 Brevi 
tale 


1284334 12858 


1285891 12873 


ella 


1293463 12949 


19 1299312 Brevi 


1314657 13161 


NR_027545.1 


NR_027544.1 


NR_027543.1 


NR_025501.1 


NR_025485.1 


NR_025405.1 
1 
tales; Micr 
NR_024822.1 
4 
bacillus. 
NR_024772.1 


cterineae; 
NR_024632.1 


oO. 
NR_026299.1 
s; Micrococc 
NR_025644.1 
4 


NR_025643.1 
9 


NR_025642.1 
soli Bacte 


NR_027520.1 
5 


NR_025122.1 


NR_026485.1 
b 
evibacteriac 
NR_027552.1 
7 
us. 
NR_027521.1 
sequence 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
ccus. 
NR_025719.1 

132699 
illaceae; La 
NR_027609.1 


1336206 133758 


odobacterale 


fo} 


€ 


b 


r 


Bacillales; 


Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 
erobacteriac 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 
erobacteriac 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 
erobacteriac 


eae; Yersinia. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Microbacterium 
7 Microbacterium 
coccineae; 


Brevibacillus 
5 Brevibacillus 


Corynebacterium 


49 Corynebacterium efficiens YS-314 
neba 


orynebacteriaceae; 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 
ibri 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Weissella soli strain 
ia; Firmicutes; 


Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Bacillus subtilis 

3 Bacillus subtilis 


Staphylococcus 

1317758 1319249 
Staphylococcus. 
Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Phaeobacter 

7 Phaeobacter 

s; Rhodobacteraceae; 


NR_027602.1 


Ferrimonas balearica 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 


172956 Bacteria_16S 
in MPOB 16S ribosomal RNA, partial seq 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


172956 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


172956 Bacteria_16S 


Och 149 16S ribos 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


172956 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


172956 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


172956 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


172956 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


172956 Bacteria_16S 


HEL-45 16S riboso 


strain B-10-31 16 
Proteobacteria; G 


172956 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


172956 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


172956 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


172956 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


172956 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


172956 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


172956 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


172956 Bacteria_16S 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


172956 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


172956 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; A 


172956 Bacteria_16S 


1348018 1347948 8 78 gi 
Bacteria; Proteobacteria; 
eae; Syntrophobacter. 
1349528 1349458 8 
osomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


Deltaproteo 
78 gi 


1352541 1352471 8 
omal RNA, partial sequence 


78 gi 


1355602 1355532 8 78 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


1357062 1356992 8 78 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1363007 1362937 8 78 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1369090 1369020 8 78 gi 
RS-1 16S ribosomal RNA, complete sequ 
1370611 1370541 8 78 gi 
acteria; Alphaproteobacteria; Rhodobac 
1379720 1379650 8 78 gi 
mal RNA, partial sequence 


1412624 1412554 8 78 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1420215 1420145 8 78 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1431059 1430989 8 78 


gi 


gi 


1434150 1434080 8 78 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 
1435675 1435605 8 78 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1441889 1441819 8 78 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1443418 1443348 8 78 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
1444931 1444861 8 78 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


gi 


1448023 1447953 8 78 gi 
P9a-h 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Clostr 


1450970 1450900 8 78 gi 

in PG 39 16S ribosomal RNA, partial se 

eria; Actinobacteria; Actinobacteridae 

e; Corynebacterium. 

1453967 1453897 8 78 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 

rthrobacter. 

1458391 1458321 8 


78 gi 


acteria; Deltaproteobacteria; Desulfov 


6S ribosomal RNA, partial sequence 1369567 


14115371 
1419106 1 
16S ribosomal RNA, partial sequence 1429972 1 


ammaproteobacteria; Pasteurellales; Pa 


1433051 1 


228720860 
uence 
bacteria; 


228720600 


1348448 13499 


ales; Micr 


228720499 


1351515 1352883 Roseo 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172956 Bacteria_16S 


hodobacter 
228720264 
artial seq 
mmaproteob 


228720131 
quence 

ostridiale 
228719132 
nce 13619 
terales; R 
228718692 
ence 13679 
ibrionales 
228718299 
13709 
terales; R 
228717469 


1378686 1380064 Ocean 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172956 Bacteria_16S 


hodobacter 
224581450 
4130 
seudoalter 
224581445 
4206 


224581435 
4314 
steurellac 
224581433 
4345 


224581431 
ence 14345 
nibaci 
224581427 
ence 14407 
llus. 
224581426 
14423 
llales; Pa 
224581424 
sequence 

teria; Rho 


224581422 
nce 14469 
idiales Fa 


224581420 
quence 
Acti 


; nomy' 


224581418 
1 sequence 
ridae; Act 


224581414 


llus. 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_027595.1 
42 Sanguibacter 
ococcineae; Sang 
ref 
bact 
acea 
ref 
uenc 
acte 


NR_027593.1 
er litoralis 
e; Roseobact 
NR_027590.1 
e 135446 
ria; Vibrion 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027572.1 


hodo. 
ref 

ibul 

acea 
ref 


bacteraceae; 
NR_027563.1 
bus indolife 
e; Oceanibul 
NR_027234.1 


omon 
ref 


adaceae; Alg 
NR_027227.1 


ref|NR_027217.1 


Phocoenobac 
NR_027215.1 


eae; 
ref 


ref|NR_027213.1 
76 1436085 Paenib 


ref |NR_027209.1 
88 1442278 Filoba 


ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


ref |NR_027203.1 
32 1448409 Mogiba 
mily XIII. Incer 


ref|NR_027201.1 
1449903 145131 
cetales; Coryneb 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


Syntrophobacter 
7 Syntrophobacter 
les; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 
er. 

Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Paenibacillus 
acillus antarcticus 


Filobacillus 
cillus milosensis 


Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 

Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


ref|NR_027195.1 


Arcanobacterium 


bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 


Arcanobacterium. 


172956 Bacteria_16S 


strain SK-1T 16S 
Proteobacteria; 


strain CCM 132 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 


172956 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


172956 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


172956 Bacteria_16S 
saccharolyticum W 


WM1 Bacteria; Fir 


172956 Bacteria_16S 


afermentans subsp 


Corynebacterium afermentans subsp. 


Actinomycetales; 


172956 Bacteria_16S 


strain USDA 9030 


ATCC 49989 strain 
ATCC 49989 Bacter 


172956 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


172956 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


172956 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


172956 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


172956 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


172956 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


172956 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


172956 Bacteria_16S 


terrestris strain 
terrestris Bacter 
Streptomycetaceae 


172956 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


172956 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


172956 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


172956 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


172956 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


172956 Bacteria_16S 


G 
172956 Bacteria_16S 


1459851 1459781 8 78 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1461384 1461314 8 78 gi 
S ribosomal RNA, partial sequence 


gi 


1464493 1464423 8 78 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
1478098 1478028 8 


gi 


Clostridiales Fa 

78 gi 
bacillales; Lactobacillaceae; Lactobac 
1479671 1479601 8 78 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1491833 1491763 8 78 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1500849 1500779 8 78 gi 
- afermentans strain CIP 103499 16S ri 
Corynebacterineae; Corynebacteriaceae; 
1503733 1503664 8 78 gi 


1505277 1505207 8 78 gi 

164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1509797 1509727 8 78 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1512744 1512674 8 78 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1517260 1517190 8 78 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


1518716 1518646 8 78 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1520228 1520158 8 78 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1536940 1536870 8 78 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

ae; Saccharothrix. 

1555220 1555150 8 78 gi 
AB04 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1558111 1558041 8 78 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

Kitasatospora. 

1562637 1562567 8 78 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1565491 1565421 8 78 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1583718 1583648 8 78 gi 


gi 


, 


Viridibacillus. 
78 gi 


lales; Planococcaceae; 


1585273 1585203 8 


Viridibacillus. 
78 gi 


lales; Planococcaceae; 
1586828 1586758 8 
osomal RNA, partial sequence 


laceae; Bacillus. 


E 


oc 


mi 


il 


et 


oc 


os 


bo 


Cc 


bi 


ue 
le 


A, 


ac 


st 


s 
ct 


H 


H 
al 
Ac 
nc 
id 
eq 
Ac 
ue 


ac 


ue 
er 


1588387 1588317 8 78 gi 


224581413 
1458766 14602 


224581412 
1460297 14618 
occineae; 
224581410 
1463419 14648 


219878440 
6S ribosomal RNA, partial sequence 1476987 14785 


219878381 


219846902 


219846622 


219846475 
16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


172956 Bacteria_16S 219846440 


219846290 
219878127 


1511717 15130 


219873435 


219857618 
1517647 15191 


219857617 
1519166 15206 


219857378 


219857209 


219846193 


219846143 
219846059 
219878489 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 


219878487 
1585730 15872 


nterobac 


ly XIII. 


lus. 


e sequen 
occus. 


14907 
tridiace 


somal RN. 


afermentans Bacteria; Actinobacteria; 


orynebac 


aceae; R 


nce 


s; Eubac 


partial 
illales; 
eurellac 


equence 
eria; De 


espellia 


espellia 


sequenc 
tinomyce 


e 15541 
lus. 


uence 
tinomyce 


nce 
eae; Ano 
nce 


iales; F 


ref|NR_027194.1 


teri 
ref 


aceae; Xenor 
NR_027193.1 


3 Micrococcacea 
ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 
ref|NR_025579.1 


22 Lactobacillus 


ref|NR_025520.1 
ce 1478573 148010 


ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_026214.1 
A, complete sequ 


teri 
ref 


um. 
NR_026067.1 


hizobium/Agrobac 
ref|NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref |NR_025266.1 


eae; Histophilu 
ref|NR_025194.1 

1516159 151759 
sulfobacterales; 


ref|NR_025207.1 


ref |NR_025206.1 


ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref |NR_024837.1 
24 1555535 Anoxyb 


ref|NR_025783.1 
1557082 155852 
tales; Streptomy 


ref|NR_025733.1 

1561538 156291 
xybacillus. 
ref|NR_025649.1 

1564412 156589 
usobacteriaceae; 
ref |NR_025628.1 


ref 


NR_025627.1 


ref |NR_025626.1 
33 Bacillus humi 


219878486 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Kocuria carniphila 


11 Kocuria carniphila Bacteria; 
e: 


Kocuria. 
Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Lactobacillus spicheri 
spicheri Bacteria; 


’ 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Clostridium 
idium saccharolyticum 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 
Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Histophilus somni 


77 Histophilus somni Bacteria; 
s. 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Anoxybacillus 
acillus ayderensis 


Kitasatospora 
5 Kitasatospora 
cineae; 


Anoxybacillus 
3 Anoxybacillus 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


ref|NR_025625.1 


Enterococcus italicus 


strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 


Firmicutes; Lacto 


bacillales; Enterococcaceae; 


Enterococcus. 


172956 Bacteria_16S 


picturae strain L 
picturae Bacteria 
Brevibacterium. 


172956 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


172956 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


1603850 1603780 8 78 gi 
MG 22061 16S ribosomal RNA, partial se 


; Actinobacteria; Actinobacteridae; Ac 


1609906 1609836 8 78 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1611342 1611272 8 78 gi 


ria; Proteobacteria; Alphaproteobacter 


172956 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


172956 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


172956 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


172956 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


172956 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


172956 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


172956 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


172956 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


172956 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


172956 Bacteria_16S 
somal RNA, partial sequence 1657325 1658829 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
172956 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


strain 75-80 16S 


omal RNA, partial sequence 


ribosomal RNA, partial sequence 


1612823 1612753 8 78 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1 
ri 


1624966 1624896 6 76 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1626438 1626368 8 78 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Arsenicicoccus. 
1630982 1630912 8 


gi 


s 
Ac 


78 gi 


laceae; Bacillus. 


1638599 1638529 8 78 gi 


laceae; Bacillus. 
1652284 1652214 8 78 gi|219878441 
s strain LMG 17892 16S ribosomal RNA, partial se 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; 
1658422 1658352 8 78 gi| 219878436 


1659977 1659907 8 78 gi 


219878475 
qu 
ti 


219878470 
rtial se 
st 


pa 
11 
219878469 
n EL-88 16S ribosomal RNA, partial seque 
ia 


219878468 
sequence 
Rhodo 


219878460 
1623889 16253 
bacteria 
219878459 


lo 


219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


219878451 
1637503 1638932 Bacil 


219878435 
1658880 16603 


ence 


ales; 


nce 


, 


a; 


equence 
tinomyce 


nomyceta 


Rhodob 


ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Roseisalinus 
3 Roseisalinus 
bacteraceae; 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


Loktanella 
8 Loktanella 
obacteraceae; 


ref|NR_025599.1| Belliella baltica 
33 Belliella baltica Bacteria; 
ceae; Belliella 
ref|NR_025598.1 
1625384 162685 
tales; Micrococc 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


lales; Bacillaceae; Bacillus. 

1632510 1632440 8 78 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 
143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
tes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 

1635646 1635576 8 78 gi| 219878453 |ref|NR_025592.1| Planococcus 
n S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
tes; Bacillales; Planococcaceae; Planococcus. 

1637108 1637038 8 78 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
omal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 


ref|NR_025590.1| Bacillus vireti strain 
lus vireti Bacteria; Firmicutes; 
ref|NR_025580.1| Bacillus 

quence 1651192 1652677 Bacillus 
Bacillus. 

ref|NR_025575.1| Vibrio fortis strain 

o fortis Bacteria; Proteobacteria; 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

172956 Bacteria_16S 1661525 1661455 8 78 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

172956 Bacteria_16S 1667657 1667587 8 78 gi|219878430|ref|NR_025569.1| Escherichia albertii 
strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

172956 Bacteria_16S 1669179 1669109 8 78 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
172956 Bacteria_16S 1670735 1670665 8 78 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 1672262 1672192 8 78 gi|219878427|ref|NR_025566.1| Enterobacter cowanii 
strain 888-76 16S ribosomal RNA, partial sequence 1671187 1672548 Enterobacter cowanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

172956 Bacteria_16S 1684356 1684286 8 78 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 1688819 1688749 8 78 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 


strain 6AG 16S ri 
Firmicutes; Bacil 


rifietoensis stra 
Bacteria; Firmicu 


lales; 
172956 Bacteria_16S 


tes; 
172956 Bacteria_16S 


Bacillaceae; 
1690391 1690321 8 


Bacillales; 
1698144 1698074 8 


bosomal RNA, partial sequence 
Bacillus. 


78 


in M8 16S ribosomal RNA, partial seque 
Planococcaceae; 


78 


1687712 16892 


219878414 
nce 16892 
coccus. 


gi 


Plano 


35 Bacillus saliphilus Bacteria; 


gi|219878409 


ref|NR_025553.1] Planococcus 
86 1690816 Planococcus rifietoensis 
ref|NR_025548.1| Microbacterium 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


172956 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


strain SH1 16S ri 


1699693 1699623 8 


1707315 1707245 8 


bosomal RNA, partial sequence 


78 gi 


78 gi 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
172956 Bacteria_16S 219878403 


1706248 17077 


ref|NR_025547.1 
© pomeroyi Bacte 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


ref|NR_025542.1| Clostridium diolis 
30 Clostridium diolis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 1708873 1708803 8 78 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

172956 Bacteria_16S 1710380 1710310 8 78 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

172956 Bacteria_16S 1711873 1711803 8 78 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 

172956 Bacteria_16S 1714919 1714849 6 76 gi|219878398|ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

172956 Bacteria_16S 1716453 1716383 6 76 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

172956 Bacteria_16S 1718007 1717937 6 76 gi| 219878396 |ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

172956 Bacteria_16S 1719529 1719459 6 76 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

172956 Bacteria_16S 1736209 1736139 8 78 gi| 219878384 |ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

172956 Bacteria_16S 1745473 1745403 8 78 gi|219878377|ref|NR_025516.1| Streptococcus ratti 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

172956 Bacteria_16S 1752998 1752928 8 78 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 1768130 1768060 8 78 gi|219878359|ref|NR_025498.1| Sedimentibacter 


saalensis strain 
Bacteria; 
Sedimentibacter. 


172956 Bacteria_16S 
felinum strain CCUG 39943 1 


felinum Bacteria; 


Corynebacteriaceae; 
172956 Bacteria_16S 


strain LMG 20362 


Firmicutes; 


ZF2 16S ri 
Clostridia; 


1771141 1771071 8 
Actinobac 


Corynebacterium. 
1777127 1777057 8 


bosomal RNA, 
Clostridiales; 


partial sequence 


78 gi 


78 gi 


17670 
Clostridiales Family 


219878357 
6S ribosomal RNA, partial sequence 
teria; Actinobacteridae; Actinomycetal 
219878352 
16S ribosomal RNA, partial sequence 1776030 17774 


74 1768507 Sedimentibacter saalensis 
XI. Incertae Sedis; 


ref|NR_025496.1 
1770072 177148 
Corynebacter 


Corynebacterium 
6 Corynebacterium 
es; ineae; 
ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172956 Bacteria_16S 1778652 1778582 8 78 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

172956 Bacteria_16S 1780201 1780131 8 78 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

172956 Bacteria_16S 1784676 1784602 4 78 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

172956 Bacteria_16S 1790681 1790611 8 78 gi|219878342|ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

172956 Bacteria_16S 1792235 1792165 8 78 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 


R-3712 16S ribosomal RNA, partial sequence 


Gammaproteobacter 
172956 Bacteria_1 


LMG 19999 16S ribosomal RNA, partial sequence 


Proteobacteria; 


6S 1793709 1793639 8 


Gammaproteobacteria; Vibrionales; Vibri 


172956 Bacteria_1 


15052 16S ribosomal RNA, partial sequence 


6S 1795264 1795194 8 


78 gi| 219878340 
1792623 17941 
onaceae; V 

78 gi| 219878339 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


1791138 1792572 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


o chagasii Bacteria; Proteobacteria; 


1794167 1795601 Vibrio xuii Bacteria; 


ref|NR_025479.1| Vibrio pacinii strain 
16 Vibrio pacinii Bacteria; 

ibrio. 

ref|NR_025478.1| Vibrio xuii strain R- 


Proteobacteria; 


172956 Bacteria_ 
strain LMG 20546 
Proteobacteria; 

172956 Bacteria_ 
strain LMG 20536 
Proteobacteria; 

172956 Bacteria_ 


gandavensis strai 
gandavensis Bacte 


Arthrobacter. 

172956 Bacteria_ 
stellifer strain 
Bacteria; 
172956 Bacteria_ 


decolorationis st 
decolorationis Ba 


172956 Bacteria_ 


necropolis strain 
necropolis Bacter 


172956 Bacteria_ 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


172956 Bacteria_ 
strain DSM 46000 


G 


G 


Firmicu 


16S 1796749 1796679 8 78 gi 
ammaproteobacteria; Vibrionales; Vibri 


16S 1798303 1798233 8 78 gi 


ammaproteobacteria; Vibrionales; Vibri 
16S 1799794 1799724 8 78 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


16S 1801317 1801247 8 78 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
16S 1802885 1802815 8 78 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
16S 1804452 1804382 8 78 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
16S 1805984 1805914 8 78 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
; Oerskovia. 

16S 1807522 1807452 8 


78 gi 


219878338 


16S ribosomal RNA, partial sequence 1795652 17971 
Vv 


onaceae; 
219878337 


16S ribosomal RNA, partial sequence 1797206 17986 


16S ribosomal RNA, partial sequence 1806449 18079 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 


onaceae; Vibrio. 

219878336|ref|NR_025475.1] Arthrobacter 
quence 1798724 1800168 Arthrobacter 
Actinomycetales; Micrococcineae; Micrococcaceae; 
219878335|ref|NR_025474.1| Paenibacillus 

e 1800219 1801737 Paenibacillus stellifer 

nibacillus. 

219878334|ref|NR_025473.1| Bacillus 

ial sequence 1801788 1803290 Bacillus 

aceae; Bacillus. 

219878333|ref|NR_025472.1| Virgibacillus 
sequence 1803341 1804862 Virgibacillus 

e; Virgibacillus. 

219878332|ref|NR_025471.1| Oerskovia 

al sequence 1804913 1806398 Oerskovia 

e; Actinomycetales; Micrococcineae; 
219878331|ref|NR_025470.1| Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
172956 Bacteria_16S 1809079 1809009 8 78 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
172956 Bacteria_16S 1812104 1812034 8 78 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
172956 Bacteria_16S 1819781 1819711 8 78 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
172956 Bacteria_16S 1821313 1821243 8 78 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 
172956 Bacteria_16S 1822839 1822769 8 78 gi|219878321|ref|NR_025460.1| Agreia pratensis 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 
172956 Bacteria_16S 1841186 1841116 8 78 gi|219878308|ref|NR_025447.1| Lactobacillus 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
172956 Bacteria_16S 1842727 1842657 8 78 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
172956 Bacteria_16S 1848832 1848762 8 78 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
172956 Bacteria_16S 1854810 1854740 8 78 gi| 219878298 |ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 
172956 Bacteria_16S 1859292 1859222 8 78 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
172956 Bacteria_16S 1871554 1871484 8 78 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
172956 Bacteria_16S 1876077 1876007 8 78 gi| 219878284 |ref|NR_025423.1| Haemophilus pittmaniae 
strain HK85 16S ribosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 
172956 Bacteria_16S 1891610 1891540 8 78 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 


strain DSM 11713 
Firmicutes; Bacil 


172956 Bacteria_16S 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 


16S ribosomal RNA, partial sequence 1890504 18919 


1893131 1893061 8 78 gi 


219878269 


89 Bacillus psychrodurans Bacteria; 


ref|NR_025408.1| Bacillus 


1892040 1893527 Bacillus 


psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


172956 Bacteria_16S 1900853 1900783 8 78 gi| 219878263 


ref |NR_025402.1 


Ornithinimicrobium 


humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

172956 Bacteria_16S 1909405 1909335 8 78 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

172956 Bacteria_16S 1912421 1912351 8 78 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

172956 Bacteria_16S 1915465 1915395 8 78 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CMl 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

172956 Bacteria_16S 1927795 1927725 8 78 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

172956 Bacteria_16S 1929366 1929296 8 78 gi| 219878242 |ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

172956 Bacteria_16S 1930902 1930832 8 78 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

172956 Bacteria_16S 1938422 1938352 8 78 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

172956 Bacteria_16S 1941397 1941327 8 78 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 1942939 1942869 8 78 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 


strain LMG 18419 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

172956 Bacteria_16S 1949138 1949068 8 78 gi| 219878229 |ref|NR_025368.1 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 194955 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

172956 Bacteria_16S 1953703 1953633 8 78 gi|219878226|ref|NR_025365.1 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 195404 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

172956 Bacteria_16S 1958145 1958075 8 78 gi| 219878223 |ref|NR_025362.1 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
172956 Bacteria_16S 1962762 1962692 8 78 gi|219878220|ref|NR_025359.1 


strain 95Al1 16S ribosomal RNA, complete sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 
172956 Bacteria_16S 1973169 1973099 8 78 gi| 219878213 |ref|NR_025352.1 
strain CK58 16S ribosomal RNA, partial sequence 1972100 19735 


Firmicutes; Clostridia; 
172956 Bacteria_16S 


Clostridiales; Clostridiaceae; Cl 
1974748 1974678 8 78 gi| 219878212 
strain 581 16S ribosomal RNA, partial sequence 1973642 19751 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 
172956 Bacteria_16S 1976324 1976254 8 78 gi 
phenolica strain PhOl 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
172956 Bacteria_16S 1980974 1980904 8 78 gi 
haemolyticum strain CIP 103370 16S ribosomal RNA, parti 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actino 
Actinomycetaceae; Arcanobacterium. 

172956 Bacteria_16S 1990385 1990315 8 78 gi 
proteamaculans strain DSM 4543 16S ribosomal RNA, parti 
proteamaculans Bacteria; Proteobacteria; Gammaproteobac 
Serratia. 
172956 Bacteria_16S 
strain DSM 30063 

Proteobacteria; G 
172956 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; G 
172956 Bacteria_16S 


219878211 
ce 19752 
acterales; 
219878208 


219878202 
al sequenc 
teria; 


1991933 1991863 8 78 gi|219878201 
16S ribosomal RNA, partial sequence 1990842 19923 
ammaproteobacteria; Enterobacteriales; Enterobac 
1993476 1993406 8 78 gi| 219878200 
6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; Enterobac 
1995024 1994954 8 78 gi| 219878199 


16S ribosomal RNA, partial sequence 1941853 19433 


1961654 19631 


ostridiu 


al sequenc 
bacteridae 


Ent 


47 Paenibacillus 


mM. 


ref |NR_025351.1 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025347.1 
e 1979903 198138 
Actinomycetale 


’ 


ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teriaceae; Serra 


cookii Bacteria; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Corynebacterium 
7 Corynebacterium 


terineae; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Arcanobacterium 

5 Arcanobacterium 
s; Actinomycineae; 


Serratia 
1 Serratia 


Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 


ref |NR_025338.1 


Serratia entomophila 


strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


teriaceae; Serra 


tia. 


172956 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; 


strain DSM 30118 


Proteobacteria; G 


172956 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


172956 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


172956 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


1 
G 


172956 Bacteria_16S 


strain Eb 13/82 1 


G 
172956 Bacteria_16S 


1996559 1996489 8 78 gi 


ammaproteobacteria; Enterobacteriales; E 
1998104 1998034 8 78 gi 
ammaproteobacteria; Enterobacteriales; E 
1999643 1999573 8 78 gi 
Enterobacteriales; Enterobacteriacea 
2001177 2001107 8 78 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2002713 2002643 8 78 gi 


ia; 


ct 


ammaproteobacteria; Enterobacteriales; E 


2004245 2004175 8 78 gi 


219878198 
6S ribosomal RNA, partial sequence 1995493 19 


219878197 
16S ribosomal RNA, partial sequence 1997016 19 


219878196 
somal RNA, partial sequence 1998561 2000045 Pr 


219878195 
219878194 
6S ribosomal RNA, partial sequence 2001636 20 


219878193 
6S ribosomal RNA, partial sequence 2003168 20046 


ref |NR_025337.1 
969 
bacteri 


ref 


ntero aceae; Rahn 
NR_025336.1 
985 
bacteri 
ref 
a fo 
a. 
ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 


ref |NR_025333.1 


ntero aceae; Prote 
NR_025335.1 
agi ntium Bacter 


e; Pragi 
20 


erial 


000 


es; 


031 
bacteri 


ref 


ntero aceae; Lemin 


NR_025332.1 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
e 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

172956 Bacteria_16S 2005790 2005720 8 78 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 

strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

172956 Bacteria_16S 2007336 2007266 8 78 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 

strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

172956 Bacteria_16S 2008880 2008810 8 78 gi|219878190|ref|NR_025329.1| Buttiauxella 

ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 

ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

Buttiauxella. 

172956 Bacteria_16S 2010439 2010369 8 78 gi|219878189|ref|NR_025328.1| Buttiauxella brennerae 

strain $1/6-571 16S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

172956 Bacteria_16S 2028311 2028241 8 78 gi|219878177|ref|NR_025316.1| Pectobacterium 

carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 
Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 

Enterobacteriales; Enterobacteriaceae; Pectobacterium. 

172956 Bacteria_16S 2031257 2031187 8 78 gi|219878175|ref|NR_025314.1| Corynebacterium 

variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 

variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Corynebacteriaceae; Corynebacterium. 

172956 Bacteria_16S 2032751 2032681 8 78 gi|219878174|ref|NR_025313.1| Alicyclobacillus 

hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 

Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

172956 Bacteria_16S 2035822 2035752 8 78 gi|219878171|ref|NR_025310.1| Rothia nasimurium 

strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

172956 Bacteria_16S 2037346 2037276 8 78 gi|219878170|ref|NR_025309.1| Corynebacterium 

simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

Corynebacterium. 

172956 Bacteria_16S 2048287 2048217 8 78 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 

strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 

Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

172956 Bacteria_16S 2060588 2060518 8 78 gi|219878150|ref|NR_025289.1| Eubacterium sulci 

strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

172956 Bacteria_16S 2071257 2071187 8 78 gi|219878143|ref|NR_025282.1| Thermobacillus 

xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 

xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

172956 Bacteria_16S 2083584 2083514 8 78 gi|219878134|ref|NR_025273.1| Lactobacillus 

johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 

johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

172956 Bacteria_16S 2095694 2095624 8 78 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 

strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 2103345 2103275 8 78 gi|219878118|ref|NR_025257.1| Desulfonauticus 

submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 

Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 

172956 Bacteria_16S 2115439 2115369 8 78 gi|219857658|ref|NR_025247.1| Planococcus maritimus 

strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 

Firmicutes; Bacillales; Planococcaceae; Planococcus. 

172956 Bacteria_16S 2121514 2121444 8 78 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 


DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 


172956 Bacteria_16S 


strain TF-12 16S 
Firmicutes; 


strain TF-11 16S 
Firmicutes; Bacil 


172956 Bacteria_16S 
zeaxanthinifaciens strai 
zeaxanthinifaciens Bacte 


Paracoccus. 


172956 Bacteria_16S 
hongkongensis str 


hongkongensis Bac 
Actinomycetaceae; 


172956 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; 


strain Z-7792 16S 
Firmicutes; Bacil 


172956 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


172956 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


172956 Bacteria_16S 
16S ribosomal RNA, partial sequence 2227890 22293 


strain YIM 21741 


Bacillales; 
172956 Bacteria_16S 


G 
172956 Bacteria_16S 
ribosomal RNA, partial sequence 


ribosomal RNA, 


ribosomal RNA, 


2124542 2124472 8 


78 


partial sequence 
Bacillaceae; 
2126098 2126028 8 
partial sequence 


Bacillus. 
78 


gi|219857652 
2123444 21249 


ref 


gi|219857651 
2125001 21265 


ref 


NR_025241.1 
50 Bacillus aquimaris Bacteria; 


NR_025240.1 
06 Bacillus marisflavi Bacteria; 


Bacillus aquimaris 


Bacillus marisflavi 


lales; Bacillaceae; Bacillus. 
2159212 2159142 8 78 gi|219857629|ref|NR_025218.1| Paracoccus 
n ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

2183555 2183485 8 78 gi|219857611|ref|NR_025200.1] Actinomyces 
ain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

2189644 2189574 8 78 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
6S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2192702 2192632 8 78 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 


2191612 21930 


37 Amphibacillus 


tropicus Bacteria; 


lales; Bacillaceae; Amphibacillus. 
2225865 2225795 8 78 gi|219857582|ref|NR_025170.1| Paenibacillus 
in AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
2227426 2227356 8 78 gi|219857581|ref|NR_025169.1| Paenibacillus 
AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
2228956 2228886 8 78 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

172956 Bacteria_16S 2236597 2236527 8 78 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

172956 Bacteria_16S 2239621 2239551 8 78 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

172956 Bacteria_16S 2241132 2241062 8 78 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

172956 Bacteria_16S 2242643 2242573 8 78 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

172956 Bacteria_16S 2244154 2244084 8 78 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

172956 Bacteria_16S 2250279 2250209 8 78 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

172956 Bacteria_16S 2251804 2251734 8 78 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

172956 Bacteria_16S 2254843 2254773 8 78 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

172956 Bacteria_16S 2264156 2264086 8 78 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

172956 Bacteria_16S 2267247 2267177 8 78 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

172956 Bacteria_16S 2285624 2285554 8 78 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 2290079 2290009 8 78 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 


strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 22904 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


172956 Bacteria_16S 
subterraneus strain 34 16S ribosomal RNA, partial sequence 
Geobacillus. 


Bacteria; 


Firmicutes; 


2312701 2312631 8 


Bacillales; Bacillaceae 


78 


’ 


gi 


L 
219857521 


achnobac 


terium. 
ref|NR_025109.1 


36 Lachnobacterium bovis Bacteria; 


Geobacillus 


2311580 2313074 Geobacillus subterraneus 


172956 Bacteria_16S 2314200 2314130 8 78 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 
172956 Bacteria_16S 2317244 2317174 8 78 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
172956 Bacteria_16S 2324858 2324788 8 78 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
172956 Bacteria_16S 2326354 2326284 8 78 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 


172956 Bacteria_16S 2338238 2338168 8 78 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

172956 Bacteria_16S 2339787 2339717 8 78 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

172956 Bacteria_16S 2361066 2360996 8 78 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

172956 Bacteria_16S 2362585 2362515 8 78 gi| 219857486 |ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

172956 Bacteria_16S 2364150 2364080 8 78 gi| 219857485 |ref|NR_025073.1| Haemophilus felis 


strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 2364576 Haemophilus felis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 
172956 Bacteria_16S 2382293 2382223 8 78 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
172956 Bacteria_16S 2389931 2389861 8 78 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
172956 Bacteria_16S 2397444 2397374 8 78 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 
172956 Bacteria_16S 2398966 2398896 8 78 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 
172956 Bacteria_16S 2405076 2405006 8 78 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
172956 Bacteria_16S 2406590 2406520 8 78 gi| 219857456 |ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

172956 Bacteria_16S 2415911 2415841 8 78 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 


172956 Bacteria_16S 2426683 2426613 8 78 gi| 219857441 |ref|NR_025029.1| Viridibacillus neidei 
strain BD-87 16S ribosomal RNA, partial sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

172956 Bacteria_16S 2430953 2430883 8 78 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

172956 Bacteria_16S 2432489 2432419 8 78 gi|219857436|ref|NR_025024.1| Paenibacillus 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
172956 Bacteria_16S 2444687 2444617 8 78 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
172956 Bacteria_16S 2446230 2446160 8 78 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

172956 Bacteria_16S 2462837 2462767 8 78 gi| 219857408 |ref|NR_024996.1| Raoultella planticola 
strain ATCC 33531 16S ribosomal RNA, partial sequence 2461740 2463175 Raoultella planticola 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 

172956 Bacteria_16S 2464302 2464232 8 78 gi|219857407|ref|NR_024995.1| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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172956 Bacteria_16S 2492982 2492912 8 78 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
172956 Bacteria_16S 2494469 2494399 8 78 gi|219857387|ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

172956 Bacteria_16S 2505017 2504947 8 78 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

172956 Bacteria_16S 2508093 2508023 8 78 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

172956 Bacteria_16S 2517179 2517109 8 78 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
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172956 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


172956 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


172956 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


172956 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


172956 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


G 
172956 Bacteria_16S 


G 
172956 Bacteria_16S 


2748618 2748548 8 78 
ibosomal RNA, partial sequence 


gi 


oc 
2759161 2759091 6 76 gi 
rain KMM 3525 16S ribosomal RNA, parti 
cteria; Bacteroidetes; Sphingobacteria 


al 


, 


2763564 2763494 8 78 gi 


acteria; Gammaproteobacteria; Enterobact 
2765080 2765010 8 78 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766596 2766526 8 78 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2778835 2778765 8 78 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2784743 2784673 8 78 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
Okibacterium. 

2786316 2786246 8 78 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2787896 2787826 8 78 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

2789451 2789381 8 78 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2793724 2793654 8 78 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2795266 2795196 8 78 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
2798202 2798132 8 78 gi 
strain IFO 15962 16S ribosomal RNA, pa 


E 


E 


ac 


’ 


, 


ia 
cl 


ce 
Al 


ce 
ni 


s 
ia 
se 
id 
rt 
osporangiaceae; Cryptosporangium. 

2817891 2817821 8 78 gi 


in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


1 
si 
2826884 2826814 8 78 gi 
ki 


2839045 2838975 8 78 gi 
oc 
2840605 2840535 8 78 gi 
oc 
2846757 2846687 8 78 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2856087 2856017 8 78 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2863802 2863732 8 78 gi 


mi 


E 


ammaproteobacteria; Pseudomonadales; P 
2870007 2869937 8 78 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2871587 2871517 8 78 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


se 


ar 
ci 


2747544 27 


16S ribosomal RNA, partial sequence 2762542 27 


2765507 27 


219857155 


488 
occin 


sequ 
Sphin 


enc 
gob 


219857142 


639 


eriales; 


219857141 
2763991 27 


654 


nterobac 


219857140 


669 


nterobac 


219857131 
eq 


uence 


illaceae 


219857127 
ia 


1 sequen 


Actin 


219857126 


1 seq 
obaci 


uen 
lla 


219857125 


27 
icycl 


867 
oba 


219857124 


27 
bacil 


883 
lus 


219857121 


equen 
les; 


ce 
Clo 


219857120 


quenc 
iales 


e 


’ 


Cc 


219857118 


ial sequ 


219856912 


sequence 
pelotric 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
172956 Bacteria_16S 


neae; Sp 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


172956 Bacteria_16S 


occineae 


219856893 


28456 
ly XIII. 


219856887 


28549 
nterobac 


219856882 
6S ribosomal RNA, partial sequence 2862729 28642 


udomonad 


219856878 


tial seq 
llaceae; 


219856877 
2870477 28720 


2873166 2873096 8 78 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


219856876 
2872057 2873582 Bacillus niacini Bacteria; 


eae 
219857147 


omy: 


occineae; 


ref |NR_024783.1 
84 Arthrobacter 
; Micrococcacea 
ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024752.1 
65 2789727 Paenib 
ref|NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref|NR_024748.1 

2794179 279557 
lostridiaceae; 
ref|NR_024746.1 
ence 279714 


v 


ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


ref|NR_024727.1 


oric 
ref 


hthyaceae; S 
NR_024717.1 


crobacteriac 
NR_024716.1 


7 Mi 
ref 
; Microbacteriac 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024701.1 


acea 
ref 
uenc 
Bac 
ref 


e; Pseudomon 
NR_024697.1 
e 286889 
illus; Bacil 
NR_024696.1 


ref |NR_024695.1 


Arthrobacter russicus 


russicus Bacteria; 
e 


; Arthrobacter. 


Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Paenibacillus 
8 Paenibacillus 


Okibacterium 
8 Okibacterium 
ccineae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Paenibacillus 
acillus koleovorans 


Clostridium 
8 Clostridium 
stridium. 

Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Bacillus 

6 2870426 Bacillus 

lus cereus group. 

Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


172956 Bacteria_16S 2874754 2874684 8 


naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 
Pullulanibacillus. 


naganoensis Bacteria; 
172956 Bacteria_16S 


Firmicutes; 
2876329 2876259 8 


strain IFO15718 16S ribosomal RNA, partial sequence 2875223 28767 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
172956 Bacteria_16S 2879477 2879407 8 


IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus 


Bacillales; Bacillaceae; Bacillus. 
172956 Bacteria_16S 2881043 2880973 8 


strain JCM9731 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
172956 Bacteria_16S 2882594 2882524 8 


strain JCM9070 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
172956 Bacteria_16S 2893095 2893025 8 


strain S-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


172956 Bacteria_16S 
strain CM-10 16S 


2894616 2894546 8 


172956 Bacteria_16S 
strain CM-01 16S 


2896111 2896041 8 


172956 Bacteria_16S 2897605 2897535 8 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Mycetocola. 
172956 Bacteria_16S 2903680 2903610 8 
strain IFO 15616 


172956 Bacteria_16S 
vitulinus strain 
vitulinus Bacteria; 
172956 Bacteria_16S 


pasteuri Bacteria; 
172956 Bacteria_16S 


lugdunensis Bacteria; 
172956 Bacteria_16S 
strain ATCC 43959 
Bacteria; Firmicutes; 
172956 Bacteria_16S 


delphini Bacteria; 
172956 Bacteria_16S 
strain ATCC 35538 
Bacteria; Firmicutes; 
172956 Bacteria_16S 


arlettae Bacteria; 
172956 Bacteria_16S 


Sporichthya. 
172956 Bacteria_16S 


2908312 2908242 8 78 gi|219856851 
ATCC 51145 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Staphylococcus. 
2909858 2909788 8 78 gi| 219856850 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Staphylococcus. 
2911402 2911332 8 78 gi| 219856849 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Staphylococcus. 
2912944 2912874 8 78 gi| 219856848 
16S ribosomal RNA, partial sequence 29118 
Bacillales; Staphylococcus. 
2914488 2914418 8 78 gi|219856847 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Staphylococcus. 
2916031 2915961 8 78 gi| 219856846 
16S ribosomal RNA, partial sequence 29149 
Bacillales; Staphylococcus. 
2917573 2917503 8 78 gi| 219856845 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Staphylococcus. 
2944667 2944597 8 78 gi| 219856827 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
2947811 2947741 8 78 gi| 219856825 


strain JCM1240 16S ribosomal RNA, partial sequence 


Bacillales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


78 gi 


78 gi 


78 gi 


78 gi 


28 


78 gi 


28 


78 gi 


28 


78 gi 


78 gi 


78 gi 


78 gi 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


2893553 28949 


2895048 28964 


2946729 29481 


Proteobacteria; 


Gammaproteobacteria; Enterobacteriales; 


172956 Bacteria_16S 


strain JCM1235 16S ribosomal RNA, partial sequence 


2949301 2949231 8 


78 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


172956 Bacteria_16S 


strain JCM1237 16S ribosomal RNA, partial sequence 


2950789 2950719 8 


73 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


172956 Bacteria_16S 


strain JCM1234 16S ribosomal RNA, partial sequence 


2952290 2952220 8 


78 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


172956 Bacteria_16S 


strain JCM6051 16S ribosomal RNA, partial sequence 


2953788 2953718 8 


78 gi 


2948221 29496 


2949709 29511 


2951208 29526 


219856875 


219856874 


219856872 


219856871 


79945 28814 


219856870 
81499 28830 


219856861 
92009 28935 


219856860 


219856859 


219856858 


219856854 


Enterobac 
219856824 


Enterobac 
219856823 


Enterobac 
219856822 


Enterobac 
219856821 


Actinomycetales; 


ref|NR_024691.1 


ref|NR_024690.1 


ref |NR_024679.1 


ref |NR_024678.1 
Microbacteriac 
ref|NR_024677.1 

2896542 289798 


ref |NR_024673.1 


Microbacteriac 
ref|NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


2913371 291486 


2916456 291794 
ref|NR_024646.1 
2943614 294507 
etales; Frankine 
ref|NR_024644.1 


teriaceae; Serra 


flexus Bacteria; 


ref|NR_024694.1| Pullulanibacillus 
2873633 2875172 Pullulanibacillus 
ref|NR_024693.1| Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 
Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 
ref|NR_024680.1| Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 


Micrococcineae; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


ref|NR_024667.1| Staphylococcus kloosii 
27 2913320 Staphylococcus kloosii 
ref|NR_024666.1| Staphylococcus 


3 Staphylococcus 


ref|NR_024665.1| Staphylococcus caprae 
14 2916405 Staphylococcus caprae 
ref|NR_024664.1| Staphylococcus 


9 Staphylococcus 
Sporichthya 
9 Sporichthya 


ae; Sporichthyaceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 


ref|NR_024643.1| Enterobacter aerogenes 
58 Enterobacter aerogenes Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024642.1| Enterobacter amnigenus 
57 Enterobacter amnigenus Bacteria; 
teriaceae; Enterobacter. 

ref|NR_024641.1| Enterobacter gergoviae 
57 Enterobacter gergoviae Bacteria; 
teriaceae; Enterobacter. 


ref|NR_024640.1| Enterobacter asburiae 


2952708 2954129 Enterobacter asburiae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


cloacae complex. 


172956 Bacteria_16S 
saperdae strain I 
saperdae Bacteria; 
Microbacterium. 
172956 Bacteria_16S 
luteolum strain I 


luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbacterium. 

172956 Bacteria_16S 2976551 2976481 8 78 gi|219846939|ref|NR_026531.1 
strain BS 16S ribosomal RNA, partial sequence 2975480 29769 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 2984199 2984129 8 78 gi|219846934|ref|NR_026526.1 
strain JaH 16S ribosomal RNA, partial sequence 2983106 29845 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 2999398 2999328 8 78 gi|219846924|ref|NR_026516.1 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 299981 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

172956 Bacteria_16S 3000970 3000900 8 78 gi|219846923|ref|NR_026515.1 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

172956 Bacteria_16S 3002535 3002465 8 78 gi|219846922|ref|NR_026514.1 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

172956 Bacteria_16S 3007050 3006980 8 78 gi|219846919|ref|NR_026511.1 
strain 801 16S ribosomal RNA, partial sequence 3005987 30074 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
172956 Bacteria_16S 3025133 3025063 8 78 gi| 219846907 |ref|NR_026499.1 


raffinosus strain 
raffinosus Bacteria; 
172956 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
172956 Bacteria_16S 
polyendosporus st 


172956 Bacteria_16S 


strain I50 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipel 


172956 Bacteria_16S 
strain 7 16S ribo 
Clostridia; Clost 
172956 Bacteria_16S 
strain DS1 16S ri 
Firmicutes; Clost 
172956 Bacteria_16S 
sartagoforme stra 
sartagoforme Bacteria; 
172956 Bacteria_16S 

strain M-29c 16S 
Firmicutes; 
172956 Bacteria_16S 
strain 1144-97 16 
Firmicutes; 
172956 Bacteria_16S 
faecitabidus stra 


Rarobacteraceae; 
172956 Bacteria_16S 
hortensis strain 

hortensis Bacteri 
Intrasporangiaceae; 
172956 Bacteria_16S 
strain M1832/95/2 
Bacteria; Firmicutes; 
172956 Bacteria_16S 

sulfodismutans st 


Desulfovibrio. 
172956 Bacteria_16S 


Firmicutes; 


Bacteria; 


2958212 2958142 8 


FO 15038 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


2959673 2959603 8 


FO 15074 16S ribosomal RNA, partial sequence 


1789-79 16S ribosomal RNA, partial sequ 
Lactobacillales; 


3028129 3028059 8 


strain GKNTAUT 16S ribosomal RNA, part 
Clostridia; 


Firmicutes; 
3029658 3029588 8 


rain PS-1 16S ribosomal RNA, partial s 
polyendosporus Bacteria; 


Firmicutes; 
3031167 3031097 8 


3032714 3032644 8 


somal RNA, partial sequence 3031628 3033115 Clost 
ridiales; 


3035762 3035692 8 


bosomal RNA, partial sequence 
ridia; 


Clostridiales; 
3037285 3037215 8 


in DSM 1292 16S ribosomal RNA, partial 


Firmicutes; 
3038840 3038770 8 


ribosomal RNA, partial sequence 
Lactobacillales; 


3041883 3041813 8 


S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


3044896 3044826 8 


in YLM-1 16S ribosomal RNA, partial sequ 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacter. 


3046428 3046358 8 


HKI 0125 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
Ornithinicoccus. 


3049538 3049468 8 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


3050976 3050906 8 


rain ThAcOl 16S ribosomal RNA, partial 
sulfodismutans Bacteria; 


Proteobacteria; 


3063211 3063141 8 


Clostridiaceae; 


Enterococcaceae; 


78 gi| 219856818 


tinomyceta 


78 gi|219856817 


ence 
Enterococcaceae 
gi| 219846905 
ial sequen 
tridiales; 
219846904 
equence 


78 


Clos 


78 gi 


Clostridia; Clostridiales; Clostridiaceae; 

78 gi|219846903|ref|NR_026495.1 

3030089 30315 

otrichaceae. 
78 gi|219846901|ref|NR_026493.1 
ridium indolis B 
Clostridium. 

78 gi|219846899|ref|NR_026491.1 

3034695 30361 


Clostridiaceae; Clostridium. 
78 gi|219846898|ref|NR_026490.1 
sequence 3036217 303768 
Clostridia; Clostridiales; Clostridiaceae; Clo 
78 gi| 219846897 |ref|NR_026489.1 
3037737 30392 

Vagococcus. 

78 gi| 219846895 |ref|NR_026487.1 


3040796 30422 
Facklamia. 
78 gi|219846892 


ence 


78 219846891 
ence 


inomycet 


gi 


78 219846889 


30484 


gi 


Eremococcus. 
78 gi|219846888 
sequence 
Deltaproteobacteria; Des 
78 gi|219846880 


Actinomyceta 


ales; 


ulfovibrionales; 


ref |NR_024637.1 
2957165 295857 
les; Micrococci 


ref|NR_024636.1 
2958622 296006 


3024035 30254 
; Enterococcus. 
ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026496.1 

3028583 303003 


5 


ref |NR_026484.1 
3043846 304530 
les; Microco 


ref |NR_026483.1 
3045360 304685 
Micrococci 


ref|NR_026481.1 
54 3049838 Eremoc 


ref|NR_026480.1 


3049889 305136 


ref|NR_026472.1 


mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 


n 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Brevibacillus 
acillus thermoruber 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Enterococcus 
9 Enterococcus 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Clostridium indolis 
acteria; Firmicutes; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 

6 Clostridium 
stridium. 

Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Eremococcus coleocola 
occus coleocola 


Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionaceae; 


Sulfitobacter 


3062186 306360 


0 Sulfitobacter 


172956 Bacteria_16S 


3070608 3070538 8 


78 


gi 


strain m1134/97/1 16S ribosomal RNA, partial sequence 


Firmicutes; 


Lactobacillales; 
172956 Bacteria_16S 
strain 4-87 16S ribosomal RNA, partial sequence 


3073565 3073495 8 


Enterococcaceae; 


78 


Vagococcus. 


gi 


3072467 30738 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


172956 Bacteria_16S 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


172956 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


172956 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partial 
Clostridia; 


histidinovorans s 


histidinovorans Bacteria; 
172956 Bacteria_16S 
ain M1975/96/1 16S ribosomal RNA, partial sequen 
Lactobacillales; 


balaenopterae str 
balaenopterae Bac 


172956 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


strain TA68 16S r 


strain TAGA27 16S 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


172956 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


172956 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


172956 Bacteria_16S 
DMMZ 1710 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycet 


resistens strain 
resistens Bacteri 
Microbacterium. 


172956 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


172956 Bacteria_16S 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


172956 Bacteria_16S 
n RAOx-FS 16S ribosomal RNA, partial s 
Bacillales; 


oxalivorans strai 
oxalivorans Bacte 


172956 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


172956 Bacteria_16S 


strain A901/1 16S 


617-93 16S riboso 
Bacillales; Bacil 


172956 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


172956 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


3085736 3085666 8 


3087181 3087111 8 


3088681 3088611 8 


Firmicutes; 
3090233 3090163 8 


teria; Firmicutes; 
3091668 3091598 8 


3093104 3093034 8 


3094621 3094551 8 


3097752 3097682 8 


e; Corynebacterium. 
3100699 3100629 8 
mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3112603 3112533 8 


acteria; 
3115676 3115606 8 


a; 


3117218 3117148 8 
star-1l 
ia; 


3120272 3120202 8 
MMZ 241 


Corynebacterium. 
3121731 3121661 8 


e; 


Firmicutes; 
3123278 3123208 8 
RAOx1 
tes; Bacillales; 
3135117 3135047 8 


ria; 


3141152 3141082 8 

mal RNA, partial sequence 
lales Family XI. 
3144192 3144122 8 
16S ribosomal 
acteria; 
3148708 3148638 8 
51 16S 
acteria; 


172956 Bacteria_16S 


3153299 3153229 8 


78 


78 


78 


78 


S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
172956 Bacteria_16S 


Carnobacteri 

78 gi|219846861 

3090574 30919 
Ignavigranum. 

78 gi| 219846860 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 


78 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
172956 Bacteria_16S 
MMZ 2439 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomyceta 


78 


78 


3099595 3101003 Fackl 


78 


78 


78 


78 


78 


78 


78 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
172956 Bacteria_16S 


Rhodobacterales; 


78 


3140051 3141558 Gemel 
Incertae Sedis; 


78 


78 


78 


gi 


gi 


ain 381 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


gi 


Clostridiales; 


gi 


3092041 30935 
Micrococcineae 


gi 


3093562 30950 
Micrococcineae 


gi 


gi 


gi 


11383 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi 


5 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Ac 


gi 


Paenibacillaceae; 


gi 


16S ribosomal RNA, partial sequence 31221 
Paenibacillaceae; Aneurinibacil 


gi 


3134094 31355 
Rhodobacter 


gi 


Gemel 
gi 


RNA, partial sequence 
Alphaproteobacteria; Rhodobac 


gi 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


219846875 
30695 


219846873 
Balneatri 
219846865 
sequenc 
Rhodo 
219846864 
Rhod 


219846863 
sequence 


219846862 


219846859 


219846857 


219846855 


219846847 
31115 


219846845 


219846844 


219846842 
tinomyceta 


219846841 
equence 


219846840 
219846832 


219846828 


la. 
219846826 
31431 


219846823 
31476 


x. 


obacterales; 


Clostridiaceae; 


ales; 


Alteromonadales; 


les; 


Aneurinibacillus 


la bergeri Bacteria; 


219846820 


ref|NR_026467.1| Vagococcus lutrae 
11 3070973 Vagococcus lutrae Bacteria; 
ref|NR_026465.1| Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


ref|NR_026457.1] Paracoccus 


e 3084717 3086111 Paracoccus 
bacterales; 


Rhodobacteraceae; 


ref|NR_026456.1] Paracoccus 
3086162 3087556 Paracoccus 
Rhodobacteraceae; 


ref|NR_026455.1| Natronincola 
3087607 3089090 Natronincola 

Natronincola. 
Granulicatella 


ref |NR_026454.1 


ce 3089141 3090523 Granulicatella 


aceae; Granulicatella. 
ref|NR_026453.1| Ignavigranum ruoffiae 
90 Ignavigranum ruoffiae Bacteria; 


ref|NR_026452.1| Kocuria rhizophila 
11 Kocuria rhizophila Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026451.1| Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Micrococcaceae; Kocuria. 
ref|NR_026449.1| Corynebacterium 

3096668 3098071 Corynebacterium 
les; Corynebacterineae; 


ref|NR_026447.1| Facklamia ignava ATCC 
amia ignava Bacteria; Firmicutes; 
ref|NR_026439.1] Desulfobacter 


17 3112988 Desulfobacter halotolerans 
Desulfobacteraceae; Desulfobacter. 
ref|NR_026437.1| Microbacterium 

3114620 3116080 Microbacterium 
Micrococcineae; Microbacteriaceae; 


ref|NR_026436.1] Psychromonas 
3116131 3117629 Psychromonas 
Psychromonadaceae; 


ref|NR_026434.1| Corynebacterium 
3119211 3120593 Corynebacterium 
Corynebacterineae; 


ref |NR_026433.1| Ammoniphilus 
3120644 3122140 Ammoniphilus 

group; Ammoniphilus. 

Ammoniphilus 


ref|NR_026432.1 


91 3123687 Ammoniphilus oxalaticus 
lus 


group; Ammoniphilus. 


ref|NR_026424.1| Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
aceae; 


Paracoccus. 
NR_026420.1| Gemella bergeri strain 
Firmicutes; 


ref 


ref|NR_026418.1| Sulfitobacter 


69 3144565 Sulfitobacter pontiacus 
terales; Rhodobacteraceae; 


Sulfitobacter. 


ref|NR_026415.1| Corynebacterium 


42 3149116 Corynebacterium falsenii 
Corynebacterineae; Corynebacteriaceae; 


ref|NR_026412.1] Terracoccus luteus 


strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Terracoccus. 


172956 Bacteria_16S 
guttoideum strain 
guttoideum Bacteria; 
172956 Bacteria_16S 


3158041 3157971 8 


Firmicutes; 
3162520 3162450 8 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; 


Antarctobacter. 
172956 Bacteria_16S 3163983 3163913 8 
strain Ekho Lake-172 16S 
Proteobacteria; Alphaproteobacteria; 
172956 Bacteria_16S 3165548 3165478 8 
strain YH-15 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
172956 Bacteria_16S 3176177 3176107 8 
mucifaciens strain DMMZ 


mucifaciens Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 

172956 Bacteria_16S 3179273 3179203 8 
singulare strain IBS B52218 16S 
singulare Bacteria; 
Corynebacteriaceae; 
172956 Bacteria_16S 


Corynebacterium. 
3180677 3180607 8 


strain ATCC 700628 16S ribosomal RNA, partial sequence 


Firmicutes; 
172956 Bacteria_16S 
strain M408/89/1 


3202129 3202059 8 


Clostridia; 


Lactobacillales; Aerococcaceae; 


78 


DSM 4024 16S ribosomal RNA, partial sequence 
Clostridiales; 


78 


78 


ribosomal RNA, partial sequence 
Rhodobacterales; Rhodobacter 


78 


partial sequence 
Lactobacillaceae; 


Actinobacteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 3201064 32024 


gi|219846817 


gi|219846814 


219846813 
31629 


gi 


gi|219846812 
3164429 31659 


Lachn 


Rhodo 


ref 
3 


ref 


w 


ref 
613 


ref 


Lactobacillus. 
78 gi|219846804|ref|NR_026396.1 
2278 16S ribosomal RNA, partial sequence 3175122 317658 
Actinomycetales; 
78 gi|219846802|ref|NR_026394.1 
ribosomal RNA, partial sequence 3178210 317953 
ales; 
78 gi| 219846801 |ref|NR_026393.1 
3179583 3 
Facklamia. 
78 gi| 219846787 |ref|NR_026379.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacterium. 
172956 Bacteria_16S 
mastitidis strain 


3206591 3206521 8 


Corynebacterium. 
172956 Bacteria_16S 


3208116 3208046 8 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequen 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
172956 Bacteria_16S 3214089 3214019 8 


lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial seque 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
172956 Bacteria_16S 3215614 3215544 8 


imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
172956 Bacteria_16S 
strain DSM 11140 


3226214 3226144 8 


172956 Bacteria_16S 3227764 3227694 8 


78 


S-8 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


78 


78 


78 


78 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


78 


CECT 4600 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


172956 Bacteria_16S 
strain DSM 10022 
Firmicutes; Clostridia; Clostridiales; 
172956 Bacteria_16S 3235339 3235269 8 
lipolytica strain 
Bacteria; Firmicutes; Clostridia; 
172956 Bacteria_16S 3241427 3241357 8 
strain NZ35 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 
172956 Bacteria_16S 3246080 3246010 8 


3230723 3230653 8 


78 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. I 


78 


JW265 16S ribosomal RNA, partial sequence 32342 


Clostridiales; Syntrophomonadac 


78 
sequence 


Clostridiaceae; 


78 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; Listeriaceae; Listeria. 
172956 Bacteria_16S 3249046 3248976 8 


78 


strain WV6 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
172956 Bacteria_16S 3265492 3265422 8 


Clostridiaceae; 


78 


DSM 10228 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
172956 Bacteria_16S 3271541 3271471 8 


strain ATCC 13313 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Clostridiaceae; 


78 


219846784 
32055 
Cory 


gi 


gi|219846783 


gi|219846778 
Actin 


219846777 
32145 
Cory 


gi 


gi|219846770 


gi|219846769 
3226672 32281 


gi| 219846767 


gi|219846764 


gi|219846760 
3240430 32418 
Thermobrac 
gi|219846757 
3244997 32464 


gi|219846755 
3247999 32493 


gi|219846744 
3264433 32658 


gi|219846740 


ref 


ref 


ref 
nce 


ref 


ref 


ref 


ref 


ref 


eae; 


ref 


ref 


ref 


ref 


ref 


bacterales; 


aceae; 


45 Lactobacillus 


ce 3207052 320851 
Actinomycetales; 


omycetales; 


49 3216020 Coryne 
nebacterineae; C 


30 Peptoniphilus 
ncertae Sedis; P 


98 3235755 Thermo 


NR_026409.1 


NR_026406.1 


NR_026405.1 


NR_026404.1 


NR_026376.1 


NR_026375.1 
Coryne 


NR_026370.1 
321302 
Cory 


NR_026369.1 


NR_026362.1 


NR_026361.1 


NR_026359.1 


NR_026356.1 


Thermosyntr 


NR_026352.1 


NR_026349.1 


NR_026347.1 


NR_026336.1 


NR_026332.1 


Desulfotomaculum 


156952 3158446 Desulfotomaculum 
ospiraceae. 


Antarctobacter 


161511 3162910 Antarctobacter 
Rhodobacteraceae; 


Roseovarius tolerans 


164378 Roseovarius tolerans Bacteria; 
Roseovarius. 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Corynebacterium 
0 Corynebacterium 


Corynebacterineae; 


Corynebacterium 
2 Corynebacterium 


Corynebacterineae; 


Facklamia hominis 


181087 Facklamia hominis Bacteria; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 
Corynebacteriaceae; 


Corynebacterium 


25 3207001 Corynebacterium mastitidis 
nebacterineae; Corynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 
; Intrasporangia 


ceae; Janibacter. 
Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 
ibrio. 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Thermosyntropha 
syntropha lipolytica 
opha. 

Thermobrachium celere 


33 Thermobrachium celere Bacteria; 
hium. 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 
Clostridium. 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 
Clostridium. 


Shige 


Shigella dysenteriae 


3270447 3271933 Shigella dysenteriae Bacteria; 


lla. 


172956 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; 


strain DSM 10365 


Firmicutes; 


Bacteria; 


strain DSM 5351 1 
Firmicutes; 


Halomonas. 


172956 Bacteria_16S 


strain DSM 9580 1 


Desulfovibrio. 


172956 Bacteria_16S 


strain DSM 43852 


strain DSM 20119 


strain DSM 20138 


histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
172956 Bacteria_16S 


strain DSM 20116 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


172956 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


172956 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


172956 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


172956 Bacteria_16S 


strain DZZM 328 1 


Corynebacterium. 


172956 Bacteria_16S 


strain DSM 20032 


172956 Bacteria_16S 


strain DSM 20550 


ococcineae; Micrococcaceae 
3416015 3415945 8 78 gi|219846634|ref|NR_026226.1 
16S ribosomal RNA, partial sequence 3414964 3416365 Cellul 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cell 
3429378 3429308 8 78 gi|219846625|ref|NR_026217.1 
16S ribosomal RNA, partial sequence 3428293 3429730 Shewan 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
3432238 3432168 8 78 gi|219846623|ref|NR_026215.1 
CIP 103452 16S ribosomal RNA, partial sequence 3431175 343257 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
e; Corynebacterium. 
3433686 3433616 8 78 gi|219846621|ref|NR_026213.1 
CC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Coryne 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
3435044 3434974 8 78 gi|219846620|ref|NR_026212.1 
CC 29592 16S ribosomal RNA, partial sequence 3433993 343537 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
e; Corynebacterium. 

3436482 3436409 4 77 gi|219846619|ref|NR_026211.1 

6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacte 
3454745 3454675 8 78 gi| 219846607 |ref|NR_026199.1 

16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
3456274 3456204 8 78 gi|219846606|ref|NR_026198.1 

16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
3460818 3460748 8 78 gi|219846602|ref|NR_026194.1 


172956 Bacteria_16S 


nicotinovorans st 


G 
172956 Bacteria_16S 


Clost 
172956 Bacteria_16S 
ruminis strain DS 
Firmicu 
172956 Bacteria_16S 
hydrogenotrophica 
hydrogenotrophica 
172956 Bacteria_16S 


Bacil 
172956 Bacteria_16S 
pantelleriensis s 
pantelleriensis B 


G 
172956 Bacteria_16S 


3273079 3273009 8 78 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3286727 3286657 8 78 gi 


ridia; Clostridiales; Clostridiaceae; 
3297438 3297368 8 78 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3298964 3298894 8 78 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3303575 3303505 8 78 gi 
6S ribosomal RNA, 
lales; Salinicoccus. 

3320236 3320162 4 78 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


3352132 3352062 8 78 gi 


3379690 3379614 2 78 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 
3397751 3397681 8 


78 gi 


3402339 3402269 8 78 gi 


3403878 3403808 8 78 gi 


3405408 3405338 8 78 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
3406934 3406864 8 


78 gi 


E 


cl 


al 


oc 


a; 


oc 


oc 


oc 


ar 
ri 


rain DSM 420 16S ribosomal RNA, 


st 


219846739 


32719 


ce 32963 
iraceae; 


219846706 
eq 
ct 


uence 
eria; 


219846683 
6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 
termitidis strain 
termitidis Bacter 


uence 


219846647 
16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


dae; 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


nterobac 
219846730 
16S ribosomal RNA, partial sequence 3285670 32871 
ostridiu 
219846723 
en 
sp 
219846722 
sequenc 
ridiales 
219846719 
complete sequence 3302462 33040 


Oc 


occineae 
219846663 
eq 
Desulfo 


occineae 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


occineae 
219846642 
tial seq 
Act 


ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026322.1 


m. 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref|NR_026314.1 
e 3297885 329934 
; Blautia. 

ref |NR_026311.1 


ref |NR_026298.1 
3319157 332063 
eanospirillales; 


ref |NR_026275.1 


; Microbacteriac 
ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref |NR_026239.1 
; Cellulomonadac 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref|NR_026233.1 


Shigella flexneri 
la flexneri Bacteria; 
lla. 

Clostridium pascui 


40 Clostridium pascui Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 
2 Blautia 


Salinicoccus roseus 


04 Salinicoccus roseus Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Desulfovibrio 

8 Desulfovibrio 

ulfovibrionaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 
occineae; 
219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
172956 Bacteria_16S 


eae; Oerskovia. 
Arthrobacter oxydans 


oxydans Bacteria; 


v 


Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


45 Arthrobacter aurescens Bacteria; 


v 


Arthrobacter. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter agilis 


68 Arthrobacter agilis Bacteria; 


, 


Arthrobacter. 


Arthrobacter 


complete sequence 3459743 3461210 Arthrobacter 


nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; 


172956 Bacteria_ 


polychromogenes 
polychromogenes 
Micrococcaceae; 


172956 Bacteria_ 


crystallopoietes 
crystallopoietes 
Micrococcaceae; 


172956 Bacteria_ 


strain DSM 20133 
Actinobacteria; 


172956 Bacteria_ 


strain DSM 3133 
Actinobacteria; 


172956 Bacteria_ 


strain DSM 43045 
Actinobacteria; 


172956 Bacteria_ 


strain DSM 20145 
Actinobacteria; 


172956 Bacteria_ 


testaceum strain 
testaceum Bacter 
Microbacterium. 


172956 Bacteria_ 


liquefaciens str 
liquefaciens Bac 
Microbacteriacea 


172956 Bacteria_ 


imperiale strain 
imperiale Bacter 
Microbacterium. 


172956 Bacteria_ 


Arthrobacter. 

16S 3463861 3463791 8 78 gi 
strain DSM 20136 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacteri 
Arthrobacter. 

16S 3468429 3468359 8 78 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Arthrobacter. 

16S 3469955 3469885 8 78 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 3488194 3488124 8 78 gi 
1 
Actinobacteridae; Actinomycetales; Micr 
16S 3504692 3504622 8 78 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3506219 3506149 8 78 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3507737 3507667 8 78 gi 
DSM 20166 16S ribosomal RNA, partial s 
z 


16S 3509258 3509188 8 78 gi 
ain DSM 20638 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae 
e; Microbacterium. 

16S 3510778 3510708 8 
DSM 2053 
a; Actin 


78 gi 
0 16S ribosomal RNA, partial s 
i 


16S 3512302 3512232 8 78 gi 


16S ribosomal RNA, partial sequence 3468874 34703 


6S ribosomal RNA, partial sequence 3487117 34886 


16S ribosomal RNA, partial sequence 3503623 35051 


16S ribosomal RNA, partial sequence 3505155 35066 


a; Actinobacteria; Actinobacteridae; Act 


obacteria; Actinobacteridae; Act 


219846600 
tial seque 
dae; Actin 


219846597 
rtial sequ 
idae; Acti 


219846596 


ococcineae 
219846584 


ococcineae 
219846573 


ococcineae 
219846572 


ococcineae 
219846571 

equence 

inomycet 


219846570 
1 sequence 
; Actinomy 
219846569 
equence 

inomycet 


219846568 


ref 
nce 
omyc 


NR_026192.1 
346278 
etales; Micr 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


v 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026176.1 
; Ce 
ref 


1llulomonadac 
NR_026165.1 
> Mi 
ref 


crobacteriac 
NR_026164.1 
; Microbacteriac 
ref|NR_026163.1 
3506673 350814 


ales; Micrococc 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


les; Mi 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 


neae; Microbacteriaceae; 


Microbacterium 


SM 20427 


; Actino 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 

172956 Bacteria_16S 
strain DSM 7485 16S ribos 
Actinobacteria; Actinobac 
172956 Bacteria_16S 
strain DSM 7486 16S ribos 
Actinobacteria; Actinobac 
172956 Bacteria_16S 
strain DSM 20542 16S ribo 
Actinobacteria; Actinobac 
172956 Bacteria_16S 
strain DSM 20528 
Actinobacteria; Actinobac 


3513826 3513756 8 


3515350 3515280 8 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micrococcineae 
3516869 3516799 8 78 gi| 219846565 


3518391 3518321 8 


16S ribosomal RNA, partial se 
bacteria; Actinobacteridae; Ac 


quence 
tinomyceta 


78 gi|219846567 
omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae 
78 gi| 219846566 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Microc 


78 gi|219846564 


172956 Bacteria_16S 
strain ATCC 33530 


occineae; 


9 Microbacterium 


les; Microc eae; Microbacteriaceae; 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 


54 Rathayibacter 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

; Microbacteriaceae; Rathayibacter. 
ref|NR_026157.1| Curtobacterium luteum 
76 Curtobacterium luteum Bacteria; 

; Microbacteriaceae; Curtobacterium. 
ref|NR_026156.1| Curtobacterium citreum 
98 Curtobacterium citreum Bacteria; 

; Microbacteriaceae; Curtobacterium. 
ref|NR_026155.1| Mycoplasma genitalium 
49 3520338 Mycoplasma genitalium 


Bacteria; Teneri 


172956 Bacteria_ 


pseudalcaliphilu 
pseudalcaliphilu 


172956 Bacteria_ 


strain DSM 8723 
Firmicutes; Baci 
172956 Bacteria 
strain DSM 8722 
Firmicutes; Baci 
172956 Bacteria 
strain DSM 8721 
Firmicutes; Baci 


172956 Bacteria_ 


strain DSM 8720 
Firmicutes; Baci 
172956 Bacteria 


16S ribosomal RNA, partial sequence 3517327 35187 
teridae; Actinomycetales; Micrococcineae 
3519946 3519876 8 78 gi| 219846563 
16S ribosomal RNA, partial sequence 35188 
cutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
16S 3535114 3535044 8 78 gi| 219846553 
s DSM 8725 16S ribosomal RNA, partial sequence 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; 
16S 3536681 3536611 8 78 gi|219846552 
16S ribosomal RNA, partial sequence 3535585 35370 
llales; Bacillaceae; Bacillus. 
16S 3538237 3538167 8 78 gi|219846551 
16S ribosomal RNA, partial sequence 3537139 35386 
llales; Bacillaceae; Bacillus. 
16S 3539808 3539738 8 78 gi| 219846550 
16S ribosomal RNA, partial sequence 3538695 35402 
llales; Bacillaceae; Bacillus. 
16S 3541380 3541310 8 78 gi| 219846549 


16S ribosomal RNA, 
llales; 
16S 


Bacillaceae; Bacillus. 
3542935 3542865 8 78 


gi 


complete sequence 3540266 35417 


219846548 


3 


NR_026144.1 
88 Bacillus 


ref|NR_026143.1 
44 Bacillus 


ref |NR_026142.1 
15 Bacillus 


ref|NR_026141.1 
87 Bacillus 


ref|NR_026140.1 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


mapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus clausii 


strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 


Firmicutes; Baci 


llales; Bacillaceae; Bacillus. 


172956 Bacteria_16S 3544491 3544421 8 
strain DSM 8715 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 3550643 3550573 8 78 gi 
paraputrificum strain ATCC 25780 16S ribosomal RNA, par 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostr 
172956 Bacteria_16S 3552174 3552104 8 78 gi 
strain IndiB4 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
172956 Bacteria_16S 3558420 3558350 8 78 gi 
strain Milford 74 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
172956 Bacteria_16S 3559900 3559830 8 78 gi 
strain ATCC 15338 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
172956 Bacteria_16S 3561415 3561345 8 78 gi 
strain 717 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
172956 Bacteria_16S 3562936 3562866 8 78 gi 
nigripulchritudo strain 164 16S ribosomal RNA, partial 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteob 
172956 Bacteria_16S 3564421 3564351 8 78 gi 
80 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
172956 Bacteria_16S 3565901 3565831 8 78 gi 
strain ATCC 14048 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
172956 Bacteria_16S 3567407 3567337 8 78 gi 
strain NS 16S ribosomal RNA, partial sequence 


78 gi 


ti 


Ca 


on 


on 


on 


se 
ac 


on 


219846547 
complete sequence 3543393 35448 


219846543 
id 
219846542 
3551089 35526 


219846537 


219846536 


219846535 
3560299 35617 
219846534 
219846533 
3563299 3564734 Vibri 
219846532 


219846531 
3566301 35677 


ref 
98 Bacillus 


ref 
nce 
lost 

ref 


3 
ridiace 


5495 
ae; 


al seque 
iales; C 


loramator. 
ref 
98 3558733 V 
ibrio. 
ref 
84 3560248 V 
ibrio. 
ref 


35572 
aceae; V 


35587 
aceae; V 


ibri 
ref 

3561815 3 
ibrionales; 
ref 
o ne 


aceae; V oO. 


quence 5632 


teria; V 
reis Ba 


ref 
85 3566250 V 
ibrio. 
ref 


35647 
aceae; V 


NR_026139.1 
pseudofirmus Bacteria; 


NR_026135.1 


NR_026134.1 
03 Caloramator indicus Bacteria; 


NR_026129.1 
ibri 
NR_026128.1 
ibri 
NR_026127.1 
64 Vibrio orientalis Bacteria; 


NR_026126.1 


Vib 
NR_026125.1 
cter 


NR_026124.1 
ibri 


NR_026123.1 
56 Vibrio diazotrophicus Bacteria; 


q 


Cc 


fe} 


fo) 


4 
r 


i 


fo} 


Bacillus pseudofirmus 


Clostridium 
2 3551038 Clostridium 
lostridium. 
Caloramator indicus 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172956 Bacteria_16S 3568913 3568843 8 78 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 

strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 

Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172956 Bacteria_16S 3582412 3582342 8 78 gi| 219846521 |ref|NR_026113.1] Clostridium 

stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 

Clostridiaceae; Clostridium. 

172956 Bacteria_16S 3583957 3583887 8 78 gi|219846520|ref|NR_026112.1| Clostridium 

thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 

thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 3593248 3593178 8 78 gi|219846513|ref|NR_026105.1| Clostridium puniceum 


strain BL 70/20 1 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

172956 Bacteria_16S 3599399 3599329 8 78 gi 
celerecrescens strain DSM 5628 16S ribosomal RNA, parti 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostr 
172956 Bacteria_16S 3610085 3610015 8 78 gi 
strain NCIMB 629 


cl 


al 
id 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 
172956 Bacteria_16S 3611567 3611497 8 78 gi|219846498|ref|NR_026090.1 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Plano 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 
172956 Bacteria_16S 3653926 3653856 8 78 gi 
halophilum strain SEBR 3139 16S ribosomal RNA, partial 
halophilum Bacteria; Firmicutes; Clostridia; Clostridia 
172956 Bacteria_16S 3658511 3658441 8 78 gi 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacte 
172956 Bacteria_16S 3667742 3667672 8 78 gi 
strain ATCC 15712 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
172956 Bacteria_16S 3669247 3669177 8 78 gi 
strain HK 204 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
172956 Bacteria_16S 3670754 3670684 8 78 gi 
strain EN 101 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
172956 Bacteria_16S 3672261 3672191 8 78 gi 
wasabiae strain SR91 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 


se 
le 


s 


ri 


ct 


E 


E 


e 
ct 


6S ribosomal RNA, partial sequence 3592199 35936 


219846508 


219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


219846469 


219846466 


219846459 


219846458 


3668184 36696 


219846457 
3669690 36711 


219846456 


ostridium. 
ref 
e 3598328 35998 
lostridiaceae; 


ref 


sequenc 
iales; C 


ref = 
3652827 36543 
coccaceae; 
ref 

3657404 36589 
omonadales; 
ref 


quence 
s; Pepto 


equence 
a; Alter 


36666 
eriales; Ent 
ref 
teri Erwi 


ref 


nterobac aceae; 


teri Bren 
ref 
96 3672653 Pecto 


Enterobacteria 


nterobac aceae; 


36711 
eriales; 


172956 Bacteria_16S 3673770 3673700 8 78 gi 
betavasculorum strain ATCC 43762 16S ribosomal RNA, parti 


219846455 


ref 
al sequence 


NR_026100.1 


NR_026091.1 
00 Planococcus kocurii Bacteria; 


NR_026061.1 


Desu 
NR_026058.1 


She 
NR_026050.1 
79 3668133 Brenn 
erobacteria 
NR_026049.1 
39 Erwinia persicina Bacteria; 


NR_026048.1 
45 Brenneria nigrifluens Bacteria; 


NR_026047.1 


NR_026046.1 
3672704 3674161 Pectobacterium 


2 
Cc 


Cc 


5 


L 


1 
Ww 


e 


Cc 


n 


n 


b 
c 


66 Clostridium puniceum Bacteria; 


Clostridium 
6 Clostridium 
lostridium. 
Planococcus kocurii 


Planococcus citreus 
occus citreus Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Shewanella 
0 Shewanella 
anellaceae; Shewanella. 
Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


ia. 
Brenneria nigrifluens 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 


Pectobacterium 


betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Pectobacterium. 


172956 Bacteria_16S 3675275 3675205 8 78 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
strain 1846 16S ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 

172956 Bacteria_16S 3695023 3694953 8 78 gi|219846441|ref|NR_026032.1| Pasteurella aerogenes 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

172956 Bacteria_16S 3696460 3696390 8 78 gi|219846439|ref|NR_026030.1| Actinobacillus 
porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

172956 Bacteria_16S 3711507 3711437 8 78 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 3717426 3717356 8 78 gi|219846425|ref|NR_026016.1| Sagittula stellata 
strain E-37 16S ribosomal RNA, partial sequence 3716418 3717790 Sagittula stellata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula. 

172956 Bacteria_16S 3720477 3720407 8 78 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 3723585 3723515 8 78 gi|219846419|ref|NR_026010.1| Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 3749952 3749882 8 78 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
strain A089 16S ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172956 Bacteria_16S 3757553 3757483 8 78 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

172956 Bacteria_16S 3769496 3769426 8 78 gi|219846385|ref|NR_025976.1| Clavibacter 
michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


172956 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


172956 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


172956 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


172956 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


172956 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


172956 Bacteria_16S 


strain 4229 16S r 
Tenericutes; Moll 


172956 Bacteria_16S 


strain 2917B 16S 


Cla 
gi 


Micrococcineae; Microbacteriaceae; vi 
3830254 3830184 8 78 


bosomal RNA, partial sequence 


Rumino 
gi 


tes; Clostridia; Clostridiales; 


3834680 3834610 8 78 


co 


ridiales; Ruminococcaceae; Ruminococcu 
3836132 3836058 4 78 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3845325 3845255 8 78 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

3860334 3860264 8 78 

ibosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

3872555 3872485 8 78 gi 
ribosomal RNA, partial sequence 


Ss. 


H 


gi 


219846342 
3829173 38306 


219846339 
somal RNA, partial sequence 3833603 3835009 Rumin 


219846338 
3835060 38365 


219846332 
3844228 38456 


219846322 
3859256 38606 


219846314 
3871442 38729 


bacter. 


ccaceae; 


alomonad 


ref|NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 


ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
3831792 3831722 8 78 gi|219846341|ref|NR_025931.1| Ruminococcus 
in C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 


Ruminococcus. 
ref|NR_025929.1 
ococcus albus 7 


Ruminococcus albus 
Bacteria; Firmicutes; 


ref|NR_025928.1|] Halomonas halodurans 
33 Halomonas halodurans Bacteria; 
aceae; Halomonas 
ref|NR_025922.1| Staphylococcus warneri 
97 Staphylococcus warneri Bacteria; 


ref|NR_025912.1| Mycoplasma imitans 
94 Mycoplasma imitans Bacteria; 


ref|NR_025904.1| Gemella morbillorum 
77 Gemella morbillorum Bacteria; 


Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

172956 Bacteria_16S 3874142 3874072 8 78 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

172956 Bacteria_16S 3900393 3900323 8 78 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

172956 Bacteria_16S 3903371 3903301 8 78 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 


strain IFO 15965 
amylolyticus stra 
amylolyticus Bact 


strain Gl 16S rib 
Proteobacteria; G 


eria; 
172956 Bacteria_16S 
osomal RNA, partial sequence 


ki 
3904951 3904881 8 78 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
Firmicutes; Bacillales; Paenibac 
3913993 3913923 8 78 gi 


ti 
il 


ammaproteobacteria; Enterobacteriales; E 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


172956 Bacteria_16S 219846292 


219846285 
3912908 39143 


neae; Cr 


al seque 
laceae; 


nterobac 


172956 Bacteria_16S 


3930946 3930876 8 78 gi 


219846274 


83 Cryptosporangium arvum Bacteria; 
yptosporangiaceae; Cryptosporangium. 
ref|NR_025882.1| Paenibacillus 

nce 3903834 3905341 Paenibacillus 
Paenibacillus. 
ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xenorhabdus. 


okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 


okeanokoites Bacteria; 


Firmicutes; Bacillales; Planococca 


ceae; Pl 


ref|NR_025864.1| Planomicrobium 
3929851 3931322 Planomicrobium 
anomicrobium. 


172956 Bacteria_16S 3932488 3932418 8 78 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

172956 Bacteria_16S 3936785 3936715 8 78 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

172956 Bacteria_16S 3938219 3938149 8 78 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 


strain DM-82 16S ribosomal RNA, partial sequence 


3937190 39385 


74 Paracoccus aminovorans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
172956 Bacteria_16S 3951394 3951324 8 78 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 


She 
gi| 219846257 
3951843 39533 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
172956 Bacteria_16S 3952952 3952882 8 78 
strain DSK1 16S ribosomal RNA, partial sequence 


wanellac 


Shewanella 
NR_025847.1 


eae; 
ref 


Moritella japonica 


48 Moritella japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

172956 Bacteria_16S 3954432 3954362 8 78 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

172956 Bacteria_16S 3958856 3958786 8 78 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

172956 Bacteria_16S 3960390 3960320 8 78 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 


IAM 12464 16S ribosomal RNA, partial sequence 3959295 39607 


Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 3979433 3979363 6 76 gi|219846239|ref|NR_025829.1 
strain NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytoph 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 

172956 Bacteria_16S 3994208 3994138 8 78 gi|219846229|ref|NR_025819.1 


strain GS5-97 16S 
Firmicutes; Bacil 


ribosomal RNA, partial sequence 3993148 39945 


lales; Bacillaceae; Geobacillus. 


172956 Bacteria_16S 4003133 4003063 8 78 gi|219846223|ref|NR_025813.1 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photob 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photoba 
172956 Bacteria_16S 4007603 4007533 6 76 gi|219846218|ref|NR_025808.1 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphag 
172956 Bacteria_16S 4012185 4012115 8 78 gi|219846215|ref|NR_025805.1 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 40125 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
172956 Bacteria_16S 4024292 4024222 8 78 gi| 219846207 |ref|NR_025797.1 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces sal 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
172956 Bacteria_16S 4025768 4025698 8 78 gi|219846206|ref|NR_025796.1 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 40261 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 4028845 4028775 8 78 gi|219846204|ref|NR_025794.1 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 40292 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
172956 Bacteria_16S 4030395 4030325 8 78 gi| 219846203 |ref|NR_025793.1 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 40308 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
172956 Bacteria_16S 4041078 4041008 8 78 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 4042536 4042466 8 78 gi|219846195|ref|NR_025785.1 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 4044068 4043998 8 78 gi|219846191|ref|NR_025781.1 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 404443 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
172956 Bacteria_16S 4047100 4047030 8 78 gi| 219846189 |ref|NR_025779.1 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteri 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


172956 Bacteria_16S 4054519 4054449 8 78 gi|219846184|ref|NR_025774.1 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
172956 Bacteria_16S 4068110 4068040 8 78 gi|219846174|ref|NR_025764.1 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 40685 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
172956 Bacteria_16S 4069650 4069580 8 78 gi|219846173|ref|NR_025763.1 


strain SGT-39 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; 


77 Bacillus firmus Bacteria; 


Firmicutes; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Algoriphagus marincola 


marincola Bacteria; 


us. 
Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Agromyces salentinus 


entinus Bacteria; 


eae; Agromyces. 
Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Vibrio ezurae strain 
a; Proteobacteria; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella. 


Aquicella lusitana 


4068567 4070048 Aquicella lusitana Bacteria; 


172956 Bacteria_16S 4083444 4083374 8 78 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

172956 Bacteria_16S 4086453 4086383 8 78 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

172956 Bacteria_16S 4096905 4096835 6 76 gi|219846155|ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

172956 Bacteria_16S 4098391 4098321 6 76 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
172956 Bacteria_16S 4099847 4099777 6 76 gi|219846153|ref|NR_025743.1| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

172956 Bacteria_16S 4102883 4102813 8 78 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 4121041 4120971 8 78 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
172956 Bacteria_16S 4124160 4124090 8 78 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

172956 Bacteria_16S 4125661 4125591 8 78 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

172956 Bacteria_16S 4131684 4131614 8 78 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

172956 Bacteria_16S 4167200 4167130 8 78 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

172956 Bacteria_16S 4168682 4168612 8 78 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

172956 Bacteria_16S 4171819 4171749 8 78 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

172956 Bacteria_16S 4173341 4173271 8 78 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

172956 Bacteria_16S 4179469 4179399 8 78 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

172956 Bacteria_16S 4184052 4183982 8 78 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

172956 Bacteria_16S 4187088 4187018 8 78 gi| 219846085 |ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172956 Bacteria_16S 4193223 4193153 8 78 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

172956 Bacteria_16S 4199145 4199075 8 78 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

172956 Bacteria_16S 4200629 4200559 8 78 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

172956 Bacteria_16S 4212764 4212694 8 78 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

172956 Bacteria_16S 4220440 4220370 8 78 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 4221993 4221923 8 78 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
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172956 Bacteria_16S 44898 44826 6 78 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

172956 Bacteria_16S 201670 201598 6 78 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

172956 Bacteria_16S 515955 515883 6 78 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

172956 Bacteria_16S 605484 605412 6 78 gi| 265678648 |ref|NR_028953.1| Saccharospirillum 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 
Saccharospirillum. 

172956 Bacteria_16S 767043 766971 6 78 gi|265678535|ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

172956 Bacteria_16S 842048 841976 6 78 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

172956 Bacteria_16S 1051716 1051644 6 78 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

172956 Bacteria_16S 1157237 1157165 6 78 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

172956 Bacteria_16S 1160261 1160189 6 78 gi|228721485|ref|NR_027608.1| Desulfotomaculum 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

172956 Bacteria_16S 1192022 1191950 8 80 gi|228715750|ref|NR_027538.1| Persephonella marina 
strain EX-H1l 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

172956 Bacteria_16S 1242031 1241959 8 80 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

172956 Bacteria_16S 1249546 1249478 8 76 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

172956 Bacteria_16S 1484246 1484174 6 78 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

172956 Bacteria_16S 1756107 1756035 6 78 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

172956 Bacteria_16S 2038902 2038832 8 78 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 


strain LMG 12370 
Firmicutes; Bacil 


16S ribosomal RNA, partial sequence 2037802 20393 
lales; Bacillaceae; Virgibacillus. 


172956 Bacteria_16S 2040463 2040391 6 78 gi| 219878168 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; 
172956 Bacteria_16S 2078883 2078811 8 79 gi| 219878137 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Propionibacteriaceae; Propionibacterium. 

172956 Bacteria_16S 2335394 2335324 8 78 gi| 219857505 
strain DM12 16S ribosomal RNA, partial sequence 2334350 23357 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
172956 Bacteria_16S 2336802 2336731 8 79 gi 
thiooxidans strain ALG 1 16S ribosomal RNA, partial seq 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacter 
Roseinatronobacter. 

172956 Bacteria_16S 2401997 2401921 2 78 gi 
kunsanensis strain HA-9T 16S ribosomal RNA, partial seq 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsaceae; Nocardiopsis. 


hodobacter 
219857504 
uence 

ia; Rhodob 


, 


219857459 
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Actinomyc 


07 Virgibacillus 


ref|NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref|NR_025276.1 

2077807 207932 
tales; Propionib 
ref|NR_025093.1 
aceae; Paracoccu 
ref|NR_025092.1 


2335756 233710 
acterales; Rhodo 


ref|NR_025047.1 
2400924 240237 
etales; Streptos 


172956 Bacteria_16S 2599184 2599112 6 78 gi| 219857269 


ref|NR_024900.1 


proomii Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Propionibacterium 
0 Propionibacterium 


acterineae; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Desulfotomaculum putei 


strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotom 


aculum. 


172956 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
172956 Bacteria_16S 
strain Lp2 16S ri 


2732487 2732415 6 78 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
2814830 2814762 8 76 gi 
bosomal RNA, partial sequence 


219857166 
s 
Ca 
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equence 
rnobacte 
ref 


2731401 273285 


riac Marinil 


NR_024794.1 


eae; 
NR_024735.1 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Tetrasphaera elongata 


09 Tetrasphaera elongata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
172956 Bacteria_16S 2866887 2866815 6 78 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

172956 Bacteria_16S 2928103 2928031 6 78 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

172956 Bacteria_16S 2967360 2967290 8 78 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

172956 Bacteria_16S 3200690 3200622 9 77 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

172956 Bacteria_16S 3833222 3833152 8 78 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

172956 Bacteria_16S 3985314 3985246 8 76 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

172956 Bacteria_16S 4071179 4071107 6 78 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

172956 Bacteria_16S 54216 54149 11 78 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
172956 Bacteria_16S 293127 293057 $8 78 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


172956 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


172956 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


172956 Bacteria_16S 


denticolens strai 
denticolens Bacte 
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172956 Bacteria_16S 
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Bacteria; Actinob 


172956 Bacteria_16S 
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172956 Bacteria_16S 
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172956 Bacteria_16S 
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172956 Bacteria_16S 
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172956 Bacteria_16S 
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338969 338898 8 79 gi 
RA161 16S ribosomal RNA, partial seque 
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e 


v 
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ae 
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6 339399 Bifid 
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441527 44295 
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NR_029138.1 
5 
Bifido 
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lus. 
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Bifidobacterium. 
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Lactobacillus antri 


172956 Bacteria_16S 


obscurus DSM 4316 


1344928 1344853 8 83 gi 
0 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


172956 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


172956 Bacteria_16S 


scardovii strain 
scardovii Bacteri 
Bifidobacterium. 


172956 Bacteria_16S 


limnaeus strain A 
Bacteria; Proteob 


172956 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


172956 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


172956 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


172956 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


172956 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


172956 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


172956 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


172956 Bacteria_16S 


acidophilum strai 
Bacteria; Aquific 


172956 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


172956 Bacteria_16S 


intestinale strai 
intestinale Bacte 


172956 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


172956 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


172956 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


172956 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


172956 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


172956 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


172956 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


172956 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


172956 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


1432619 1432548 8 79 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1833522 1833451 8 79 gi 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; B 
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tes; Lactobacillales; Lactobacillaceae 
2465909 2465834 3 78 gi 
16S ribosomal RNA, complete sequence 
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gi 
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192461 192391 8 78 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
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6S ribosomal RNA, partial sequence 3305595 33071 
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265678736 
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ref|NR_027601.1 
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Frankineae; Ge 


’ 
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pora. 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Leptospirillum 
pirillum ferrooxidans 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Lactobacillus frumenti 
acillus frumenti 


Lactobacillus mucosae 
acillus mucosae 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


ref |NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 
steurellaceae; Avibacterium. 
ref|NR_025911.1| Lactobacillus reuteri 
bacillus reuteri Bacteria; Firmicutes; 
ref|NR_025844.1| Hydrogenobaculum 
75 3957710 Hydrogenobaculum acidophilum 
ref|NR_029359.1| Hymenobacter 
18082 19577 Hymenobacter 
bacteriales; Flexibacteraceae; 
ref |NR_029263.1| Clostridium 
160899 162283 Clostridium 
tridiaceae; Clostridium. 
ref |NR_029243.1] Methylomonas 
7 192822 Methylomonas aurantiaca 
ethylococcaceae; Methylomonas. 
ref|NR_029227.1| Halomonas elongata 
2 Halomonas elongata Bacteria; 
aceae; Halomonas. 
ref|NR_029096.1| Tenuibacillus 
0 396528 Tenuibacillus multivorans 
ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 
aceae; Halomonas. 
ref|NR_029041.1| Weissella koreensis 
7 Weissella koreensis Bacteria; 
ref |NR_029031.1| Marinomonas 
1 488866 Marinomonas ushuaiensis 
Marinomonas. 
ref|NR_029017.1| Corynebacterium 
508981 510331 Corynebacterium 
es; Corynebacterineae; 
ref|NR_028972.1| Thalassolituus 
5 578770 Thalassolituus oleivorans 
Thalassolituus. 
ref|NR_028910.1| Pelospora glutarica 


665236 666735 Pelospora glutarica Bacteria; 


172956 Bacteria_16S 796150 796080 8 78 gi| 265678515 |ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

172956 Bacteria_16S 817697 817628 8 78 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

172956 Bacteria_16S 845110 845044 8 74 gi| 265678483 |ref|NR_028786.1| Samsonia erythrinae 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 845502 Samsonia erythrinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 

172956 Bacteria_16S 857079 857009 8 78 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

172956 Bacteria_16S 888847 888778 8 78 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

172956 Bacteria_16S 941266 941196 6 76 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

172956 Bacteria_16S 958373 958303 8 78 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

172956 Bacteria_16S 959920 959846 5 78 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 967636 967566 8 78 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

172956 Bacteria_16S 972185 972115 8 78 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
172956 Bacteria_16S 1047154 1047084 8 78 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

172956 Bacteria_16S 1065344 1065274 8 78 gi|265678334|ref|NR_028636.1| Marinomonas 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

172956 Bacteria_16S 1155706 1155644 8 70 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

172956 Bacteria_16S 1211805 1211735 8 78 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

172956 Bacteria_16S 1213282 1213212 8 78 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

172956 Bacteria_16S 1214775 1214705 8 78 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

172956 Bacteria_16S 1216255 1216185 8 78 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

172956 Bacteria_16S 1237470 1237400 8 78 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

172956 Bacteria_16S 1276441 1276371 8 78 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
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ref|NR_027540.1 


ococcineae; Trop 
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rineae; 
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strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 
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ncertae Sedis; H 
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172956 Bacteria_16S 1553679 1553609 8 78 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

172956 Bacteria_16S 1614350 1614280 8 78 gi| 219878467 |ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
172956 Bacteria_16S 1617366 1617296 6 76 gi|219878465|ref|NR_025604.1| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 
172956 Bacteria_16S 1618889 1618819 6 76 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

172956 Bacteria_16S 1620412 1620342 6 76 gi|219878463|ref|NR_025602.1]| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 
172956 Bacteria_16S 1621935 1621865 6 76 gi|219878462|ref|NR_025601.1]| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 


172956 Bacteria_16S 1685840 1685770 8 78 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 1733192 1733122 8 78 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 


strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


172956 Bacteria_16S 1737748 1737678 8 78 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

172956 Bacteria_16S 1818268 1818198 6 76 gi|219878324|ref|NR_025463.1| Sporocytophaga 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 


172956 Bacteria_16S 1862368 1862298 8 78 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

172956 Bacteria_16S 1863875 1863805 8 78 gi|219878292|ref|NR_025431.1| Chromohalobacter 


israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
172956 Bacteria_16S 1865457 1865387 8 78 gi|219878291|ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 
172956 Bacteria_16S 1906446 1906376 6 76 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
172956 Bacteria_16S 1946106 1946036 8 78 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


172956 Bacteria_16S 1967335 1967265 8 78 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

172956 Bacteria_16S 2106333 2106263 6 76 gi|219878116|ref|NR_025255.1| Brumimicrobium 


is} 


glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
172956 Bacteria_16S 2127625 2127556 8 78 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 


172956 Bacteria_16S 2177541 2177471 8 78 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

172956 Bacteria_16S 2197213 2197143 8 78 gi|219857601|ref|NR_025189.1| Lactobacillus 


pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
172956 Bacteria_16S 2356495 2356425 8 78 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 
172956 Bacteria_16S 2419012 2418942 8 78 gi|219857447|ref|NR_025035.1| Leuconostoc gelidum 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 
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3897433 3897363 8 78 gi|219846297|ref|NR_025887.1| Tetragenococcus 
X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
tes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

4048646 4048576 8 78 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
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172956 Bacteria_16S 3571932 3571863 8 77 gi| 219846528 |ref|NR_026120.1 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 35723 

Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

172956 Bacteria_16S 14562 14494 6 74 gi|265679054|ref|NR_029362.1 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; F 
Francisella. 

172956 Bacteria_16S 1394656 1394580 5 81 gi| 228715897 |ref|NR_027542.1 
strain TMO 16S ribosomal RNA, partial sequence 1393543 13950 

Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

172956 Bacteria_16S 1903726 1903655 6 78 gi|219878261|ref|NR_025400.1 
CIP 106764 16S ribosomal RNA, partial sequence 1902626 19040 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

172956 Bacteria_16S 2088147 2088071 4 80 gi|219878131|ref|NR_025270.1 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 208849 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desul 
172956 Bacteria_16S 2964332 2964260 6 78 gi|219856814|ref|NR_024633.1 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

172956 Bacteria_16S 3229269 3229197 6 78 gi|219846768|ref|NR_026360.1 
strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
172956 Bacteria_16S 3451663 3451587 5 81 gi|219846609|ref|NR_026201.1 
strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 34520 

Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

172956 Bacteria_16S 3699480 3699403 1 78 gi| 219846437 |ref|NR_026028.1 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobi 
172956 Bacteria_16S 3706961 3706888 8 81 gi|219846432|ref|NR_026023.1 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosth 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiac 
172956 Bacteria_16S 3778689 3778613 5 81 gi|219846378|ref|NR_025969.1 
strain SL1 16S ribosomal RNA, partial sequence 3777587 37790 

Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

172956 Bacteria_16S 3824180 3824110 8 78 gi| 219846347 |ref|NR_025938.1 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 382454 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; P 
Haemophilus. 

172956 Bacteria_16S 3892744 3892672 6 78 gi|219846300|ref|NR_025890.1 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 389163 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillale 
Halomonas. 

172956 Bacteria_16S 4136265 4136193 6 78 gi|219846123|ref|NR_025713.1 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 
172956 Bacteria_16S 4137831 4137759 6 78 gi|219846122|ref|NR_025712.1 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 41382 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
172956 Bacteria_16S 4142527 4142455 6 78 gi|219846119|ref|NR_025709.1 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 41429 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
172956 Bacteria_16S 4144093 4144021 6 78 gi|219846118|ref|NR_025708.1 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 41445 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
172956 Bacteria_16S 4147225 4147153 6 78 gi|219846116|ref|NR_025706.1 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 414764 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 
172956 Bacteria_16S 4150355 4150283 6 78 gi|219846114|ref|NR_025704.1 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 41507 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
172956 Bacteria_16S 4151911 4151839 6 78 gi| 219846113 |ref|NR_025703.1 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 41521 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
172956 Bacteria_16S 4153339 4153267 6 78 gi|219846112|ref|NR_025702.1 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 41537 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
172956 Bacteria_16S 4154904 4154832 6 78 gi|219846111|ref|NR_025701.1 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 41553 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
172956 Bacteria_16S 4156470 4156398 6 78 gi|219846110|ref|NR_025700.1 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
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172956 Bacteria_16S 1739255 1739184 8 78 gi| 219878382 |ref|NR_025521.1| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

172956 Bacteria_16S 2104892 2104820 4 78 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

172956 Bacteria_16S 2329278 2329207 8 78 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

172956 Bacteria_16S 2790871 2790796 5 80 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

172956 Bacteria_16S 2845203 2845128 3 78 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

172956 Bacteria_16S 3417499 3417428 8 78 gi|219846633|ref|NR_026225.1| Actinomyces 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

172956 Bacteria_16S 3915510 3915435 3 78 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
strain Hk501 16S ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

172956 Bacteria_16S 3916926 3916851 3 78 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

172956 Bacteria_16S 3933906 3933831 3 78 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 
strain HT31 16S ribosomal RNA, partial sequence 3932829 3934196 Borrelia miyamotoi Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

172956 Bacteria_16S 4105874 4105811 15 78 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

172956 Bacteria_16S 218710 218632 1 79 gi| 265678917 |ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 


limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 


Planctomyces. 


172956 Bacteria_16S 271782 271712 8 78 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

172956 Bacteria_16S 300595 300529 4 70 gi|265678860|ref|NR_029166.1| Mycoplasma 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172956 Bacteria_16S 491609 491539 8 78 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
strain G-16.1 16S ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

172956 Bacteria_16S 773150 773080 8 78 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

172956 Bacteria_16S 993733 993664 8 VT gi|265678382|ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

172956 Bacteria_16S 1007454 1007384 8 78 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

172956 Bacteria_16S 1133042 1132988 8 62 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

172956 Bacteria_16S 1137555 1137486 8 78 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

172956 Bacteria_16S 1393103 1393041 8 70 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 
strain MP145 16S ribosomal RNA, partial sequence 1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172956 Bacteria_16S 1409611 1409542 8 78 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

172956 Bacteria_16S 1834971 1834901 8 78 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 

172956 Bacteria_16S 2365684 2365614 8 78 gi|219857483|ref|NR_025071.1| Mycoplasma elephantis 
strain E42 16S ribosomal RNA, partial sequence 2364627 2366086 Mycoplasma elephantis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172956 Bacteria_16S 2367194 2367124 8 78 gi|219857482|ref|NR_025070.1| Mycoplasma 
equigenitalium strain T37 16S ribosomal RNA, partial sequence 2366137 2367596 Mycoplasma 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172956 Bacteria_16S 2391428 2391358 8 78 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

172956 Bacteria_16S 2642145 2642075 8 78 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

172956 Bacteria_16S 2694687 2694617 8 78 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

172956 Bacteria_16S 2900610 2900540 8 78 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
172956 Bacteria_16S 2902145 2902075 8 78 gi|219856855|ref|NR_024674.1| Leucobacter albus 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
172956 Bacteria_16S 3108123 3108061 17 79 gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum 
strain N2 16S ribosomal RNA, complete sequence 3107102 3108515 Rhodovulum robiginosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

172956 Bacteria_16S 3760599 3760529 8 78 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
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joostei Bacteria; 


172956 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


172956 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


172956 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


172956 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


172956 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


172956 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


172956 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


strain Chj707 16S 
Bacteroidetes; Fl 


172956 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


motogales; Thermotogaceae; Thermosipho 


2281027 2280958 1 70 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3602533 3602465 8 77 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

247807 247731 5 


gi 


v 


81 gi 
motogales; Thermotogaceae; Thermotoga. 
277892 277825 10 78 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1920159 1920087 4 76 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1921667 1921595 4 76 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


ct 


ue 
ct 


1 
av 
2408151 2408079 4 


76 gi 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
2480863 2480799 6 70 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483884 2483820 6 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3780188 3780124 6 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857546 
2279959 22814 


219846505 
1 sequence 


Actinomy 


265678897 
16S ribosomal RNA, partial sequence 246697 24821 


265678875 
276812 27827 


692571 69404 


1273959 12753 


eriaceae 


219878248 


nce 
eriales; 


219878247 


sequence 
obacteri 


219857455 
6S ribosomal RNA, partial sequence 2407067 24085 


eriaceae 


219857396 
2479798 24812 


219857394 
2482825 24842 


2837610 2837538 8 78 gi| 219856899 
n FS60-1 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Lactobacillales; Lactobacillace 

3704009 3703937 4 76 gi| 219846434 
ain ATCC 11845 16S ribosomal RNA, partial sequen 
teria; Bacteroidetes; Flavobacteria; Flavobacter 

3754532 3754468 6 70 gi| 219846396 


3753459 37549 


219846377 
3779118 37805 


3799730 3799666 6 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
505464 505389 5 80 gi 
ribosomal RNA, partial sequence 
800853 800782 5 76 

ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1917038 1916963 5 80 gi 
16S ribosomal RNA, partial sequence 


gi 


Ct 


172956 Bacteria_16S 


strain 534-30 16S 


2011993 2011918 6 81 
ribosomal RNA, partial sequence 


gi 


219846363 
3798661 38001 


265678715 
504361 50587 
motogales; Thermotogaceae; Thermosipho 
172956 Bacteria_16S 265678512 


799765 80123 


eriaceae 


219878250 


19159 


219878188 
2010901 2012404 Planctomyces maris Bacteria; 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_026097.1| Actinomyces 
3601450 3602945 Actinomyces 
cetales; Actinomycineae; 


ref|NR_029205.1| Thermotoga hypogea 
7 Thermotoga hypogea Bacteria; 


ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 


566471 566399 4 76 gi|265678675|ref|NR_028980.1| Chryseobacterium 
ain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

622304 622232 4 76 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

693638 693562 5 81 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


lanctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 

1273583 1273511 4 76 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
mal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Sejongia. 

1275005 1274933 4 76 gi|219846219|ref|NR_025809.1| Sejongia antarctica 


12 Sejongia antarctica Bacteria; 
; Sejongia. 
ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref |NR_025386.1 

1920604 192206 
ales; Flavobacte 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 
1 Chryseobacterium 
riaceae; 


v 


ref|NR_025043.1| Riemerella columbina 
26 Riemerella columbina Bacteria; 
; Riemerella. 
ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


Lactobacillus 
8 Lactobacillus 
Ss. 

Riemerella 

0 Riemerella 


NR_024718.1 
2836503 283790 
ae; Lactobacillu 
ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobacteriaceae; Riemerella. 
ref|NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


ref|NR_029020.1| Thermosipho atlanticus 
1 Thermosipho atlanticus Bacteria; 


ref|NR_028815.1| Kaistella koreensis 
6 Kaistella koreensis Bacteria; 

; Kaistella. 
ref|NR_025389.1 
11 1917433 Thermo 


Thermosipho geolei 
sipho geolei Bacteria; 


ref|NR_025327.1| Planctomyces maris 


Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 


172956 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


172956 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


172956 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


172956 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


172956 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


172956 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


172956 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


172956 Bacteria_16S 


strain 13.4 16S r 


2828472 2828397 5 80 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
3600983 3600908 3 78 gi 


gi 


bacillales; Carnobacteriaceae; Dolosig 
288409 288347 8 70 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
466991 466941 8 58 gi 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
670825 670755 8 78 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
780904 780834 8 78 gi 
ribosomal RNA, partial sequence 


803955 803893 8 70 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1011973 1011904 8 78 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
1246516 1246451 12 78 gi 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


172956 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


172956 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


172956 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


172956 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


172956 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


172956 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


172956 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


1396209 1396139 8 78 
bosomal RNA, partial sequence 

motogales; Thermotogaceae; Marinitoga. 
2198750 2198688 8 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2200249 2200187 8 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2203267 2203205 8 70 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2204780 2204718 8 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2207791 2207729 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2209307 2209245 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2210821 2210759 8 70 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212334 2212272 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213834 2213772 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215332 2215270 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216832 2216770 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2368706 2368644 8 70 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2370188 2370126 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371699 2371637 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


219856905 


2827347 28288 


219846506 


6S ribosomal RNA, partial sequence 3599877 36013 


ranulum. 
265678868 
28734 


265678740 


465880 467346 Rothi 


ococcaceae 
265678602 


669757 67122 


265678525 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678510 


802889 80433 


265678370 


1010904 10123 


hewanellac 
219857484 


1245479 12468 


donocardin 
228715882 


1395106 13965 


219857600 


2197691 21991 


219857599 


2199190 22006 


219857597 
equence 
lasmatacea 

219857596 


2203720 22051 


219857594 


2206719 22081 


219857593 


2208244 22096 


219857592 


2209746 22112 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857588 


2215772 22172 


219857481 
sequence 
lasmatacea 

219857480 


2369126 23705 


ref|NR_024726.1| Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


ref|NR_029174.1 
1 288773 Mycopl 


Mycoplasma felis 
asma felis Bacteria; 


Rothia amarae strain 
a; Actinobacteria; 


ref|NR_029045.1 
a amarae Bacteri 
; Rothia. 
ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 


ref |NR_028829.1 
7 Acholeplasma 
eplasma. 
ref|NR_028813.1| Mycoplasma canis 
3 Mycoplasma canis Bacteria; 


Acholeplasma axanthum 
axanthum Bacteria; 


ref|NR_028672.1| Shewanella amazonensis 
50 Shewanella amazonensis Bacteria; 

eae; Shewanella. 

ref|NR_025072.1| Amycolatopsis rubida 
80 Amycolatopsis rubida Bacteria; 

eae; Pseudonocardiaceae; Amycolatopsis. 
ref|NR_027541.1| Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


ref|NR_025188.1| Mycoplasma oxoniensis 
39 Mycoplasma oxoniensis Bacteria; 


ref|NR_025187.1| Mycoplasma mustelae 
37 Mycoplasma mustelae Bacteria; 


ref|NR_025185.1| Mycoplasma 
2202199 2203669 Mycoplasma 
e; Mycoplasma. 
ref|NR_025184.1| Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


ref|NR_025182.1| Mycoplasma dispar 
93 Mycoplasma dispar Bacteria; 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


ref|NR_025179.1] Mycoplasma columborale 
23 Mycoplasma columborale Bacteria; 


ref|NR_025178.1| Mycoplasma citelli 
23 Mycoplasma citelli Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 
ref|NR_025069.1| Mycoplasma 

2367647 2369075 Mycoplasma 
e; Mycoplasma. 
ref|NR_025068.1| Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


219857479 


ref|NR_025067.1| Mycoplasma opalescens 


2370638 2372093 Mycoplasma opalescens Bacteria; 


172956 Bacteria_ 


strain PG15 16S r 
Tenericutes; Moll 


172956 Bacteria_ 


strain R171 16S r 
Tenericutes; Moll 


172956 Bacteria_ 


strain PG30 16S r 
Tenericutes; Moll 


172956 Bacteria_ 


columbinasale str 
columbinasale Bac 


172956 Bacteria_ 


strain G122 16S r 
Tenericutes; Moll 


172956 Bacteria_ 


strain 383 16S ri 
Tenericutes; Moll 
172956 Bacteria_1 
strain TB 16S rib 
Tenericutes; Moll 
172956 Bacteria_1 
naphthovorans str 
naphthovorans Bac 
172956 Bacteria_1 
jannaschii strain 
jannaschii Bacter 


Marinobacterium. 


172956 Bacteria_1 


strain M663-98-1 
Firmicutes; 


ovipneumoniae Bac 


172956 Bacteria_16S 
strain PG43 16S r 


Tenericutes; Moll 


172956 Bacteria_16S 
strain PU 16S rib 


Tenericutes; Moll 


172956 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


172956 Bacteria_16S 
strain DD 16S rib 


Tenericutes; Moll 


172956 Bacteria_16S 
strain Q-1 16S ri 
Ba 
172956 Bacteria_16S 


Bacteroidetes; 


strain BV1 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


172956 Bacteria_16S 


thermohalophila s 
thermohalophila B 


172956 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


172956 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


172956 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


172956 Bacteria_16S 


strain 513A 16S r 
Spirochaetes; 


Bacil 
172956 Bacteria_1 
strain G145 16S r 
Tenericutes; Moll 
172956 Bacteria_1 
ovipneumoniae str 


16S 2373208 2373146 8 70 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2374714 2374652 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2376225 2376163 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2379246 2379184 8 70 gi 


gi 


teria; Tenericutes; Mollicutes; Mycopl 
16S 2380752 2380690 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2479356 2479290 4 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2485398 2485332 4 70 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2608399 2608329 8 78 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
6S 2934105 2934035 8 78 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 
6S 3067677 3067607 8 78 gi 
lales; Bacillales Family XI. Incertae 
6S 3691970 3691908 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 3751490 3751428 8 70 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3756046 3755984 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3787644 3787582 8 70 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3857359 3857297 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858845 3858783 8 70 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3863445 3863371 2 76 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3884996 3884934 8 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
331082 331009 6 79 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
591943 591870 3 76 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
981183 981127 8 65 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
1332714 1332639 5 80 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1783245 1783173 6 78 gi 
16S ribosomal RNA, partial sequence 
teria; Fusobacteriales; Fusobacteriace 


ain 694 16S ribosomal RNA, partial seq 


219857478 


2372144 23736 


219857477 


2373653 23751 


219857476 


2375159 23766 


219857474 
uence 
as 
219857473 


2379691 23811 


219857397 


2478295 24797 


219857393 


2484337 24857 


219857263 
ia 
eria; 

219856834 
sequence 
a; 


219846877 


16S ribosomal RNA, partial sequence 3066573 30679 


Sedis; 
219846443 


3690909 36923 


219846398 
quence 

as 
219846395 


3754983 37564 


219846372 


3786577 37880 


219846324 


3856288 38577 


219846323 


3857775 38592 


219846320 


3862330 38638 
Rikenel 


e; 
219846306 


3883911 38853 


265678840 


329993 33159 


265678658 
sequence 
acteroidal 
265678390 
ce 98009 


228721494 
equence 
S; 
219878348 
17821 
ae; 


13019 12953 8 76 gi 
ibosomal RNA, partial sequence 


11961 
Spirochaetales; Brachyspiraceae; Brachyspira. 


265679055 
13410 


mataceae 


1 sequen 
Ocea 


Alteromonad 


mataceae 


obacterale 


Thermot 


Sneath 


ref|NR_025066.1 


ref|NR_025065.1 


ref |NR_025064.1 


ref|NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1 


ref |NR_024985.1 


ref|NR_024981.1 


ref|NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024653.1 

2933018 293448 
ales; Altero 


ref|NR_026469.1 


ref|NR_026034.1 


ref|NR_025989.1 

3750418 375189 
; Mycoplasma. 
ref|NR_025986.1 


ref|NR_025963.1 


ref |NR_025914.1 


ref |NR_025913.1 


ref|NR_025910.1 
la. 


ref|NR_025896.1 


ref |NR_029145.1 


ref |NR_028963.1 

590846 592357 
es; Marinilabiac 
ref |NR_028692.1 
9 981569 Sulfur 
ampylobacter 
NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref |NR_025487.1 
75 1783536 Sneath 
ia. 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Marinobacterium 
0 Marinobacterium 
monadaceae; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Thermosipho 

7 Thermosipho 

ipho. 

Sneathia sanguinegens 
ia sanguinegens 


ref |NR_029363.1 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


172956 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


172956 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


172956 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


172956 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


172956 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


172956 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


172956 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


172956 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


172956 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


172956 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


172956 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


172956 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


172956 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


172956 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


172956 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


172956 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


172956 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


172956 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


274840 274776 6 70 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
279389 279325 6 70 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


en 
co 


in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2279506 2279442 6 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482373 2482309 6 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486915 2486851 6 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488428 2488364 6 70 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489941 2489877 6 70 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491452 2491388 6 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3232252 3232180 6 78 gi 
ridia; Clostridiales; Clostridiales Fami 
3690459 3690395 6 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3753006 3752942 6 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759054 3758990 6 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
4185538 4185463 3 78 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
84169 84101 8 78 gi 
somal RNA, partial sequence 83062 
ridiales; Ruminococcaceae; Anaerofilum. 
87196 87128 8 78 gi 
ain Fae 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 


ue 
di 


172956 Bacteria_16S 


389985 389915 8 76 gi 


265678877 
273748 27524 


265678874 


27832 


604053 603977 5 80 gi| 265678649 

16S ribosomal RNA, partial sequence 60290 
cales; Desulfurobacteriaceae; Thermovibrio. 

1181530 1181444 8 95 gi| 228717635 

ribosomal RNA, partial sequence 1180467 11819 

haerae; Victivallales; Victivallaceae; Victivall 

2206279 2206217 8 70 gi| 219857595 


ce 22052 
plasma. 


219857547 
2278443 22799 


2476824 24782 


219857395 
2481316 24827 


219857392 
2485849 24873 


219857391 
2487368 24888 


219857390 
2488881 24903 


219857389 
2490394 24918 


219846766 
16S ribosomal RNA, partial sequence 3231181 32326 


ly XI. I 


219846444 
3689398 36908 


219846397 
3751943 37534 


219846393 
3757993 37594 


4140963 4140891 6 78 gi|219846120 
n Ar-1343 16S ribosomal RNA, partial sequence 
ria; Tenericutes; Mollicutes; Entomoplasmatales; 

4161167 4161095 6 78 gi| 219846107 
in PLHS-1 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Entomoplasmatales 

737476 737401 3 78 gi| 265678556 


736380 73789 


aceae; E 


219846086 
4184459 41859 


aceae; E 


265679007 
84529 


Anaer 


265679005 


nce 


ales; Ru 


ref|NR_029183.1| Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029180.1 
1 279763 Mycopl 


Mycoplasma gateae 
asma gateae Bacteria; 


ref |NR_028954.1 
5 604369 Thermo 


Thermovibrio ruber 
vibrio ruber Bacteria; 


ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 
is. 

ref|NR_025183.1| Mycoplasma 

20 2206668 Mycoplasma gallopavonis 
ref|NR_025135.1| Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


2282528 2282464 6 70 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
rain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2477882 2477818 6 70 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


ref |NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; Peptoniphilus. 
ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


Peptoniphilus harei 
harei Bacteria; 


ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025710.1 
4139871 414138 
Spiroplasmatace 
ref|NR_025697.1 
160075 416159 
; Spiroplasmatac 
ref|NR_028860.1 
7 Entomoplasma 
ntomoplasma. 
ref|NR_025676.1 
49 Entomoplasma 
ntomoplasma. 


Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 
Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Entomoplasma lucivorax 
lucivorax Bacteria; 


rs 


Entomoplasma luminosum 
luminosum Bacteria; 


265678795 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonospora 


ceae; Myceligenerans. 


ref|NR_029315.1| Anaerofilum agile 
ofilum agile Bacteria; Firmicutes; 
ref |NR_029313.1| Anaerofilum 

86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_029100.1| Myceligenerans 


388894 390431 Myceligenerans 


172956 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


172956 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


172956 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


172956 Bacteria_16S 


HTCC2155 strain H 
HTCC2155 Bacteria 


172956 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


172956 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


172956 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


172956 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


172956 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


172956 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


172956 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


172956 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


thermobenzoicum s 


ubsp. thermosyntrophicum strain TPO 16 


441048 440978 8 78 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
979696 979626 6 76 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
982716 982646 8 78 

S ribosomal RNA, 
icutes; Entomoplasmatales; Entomoplasmat 
1279385 1279315 8 78 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1282336 1282266 8 78 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
1335748 13356745 79 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1372111 1372041 8 78 gi 
TCC2155 16S ribosomal RNA, partial seq 
Lentisphaerae; Lentisphaerales; Lent 
2288514 2288444 8 78 gi 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
2377738 2377676 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


gi 


Sap 
gi 


gi 


ue 


v 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688943 3688873 8 78 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3715987 3715925 8 70 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3775523 3775453 8 78 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3783205 3783143 8 70 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3864960 3864890 6 76 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
4119483 4119413 8 78 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4164196 4164126 8 

6S ribo 
icutes; Entomoplasmatales; Entomoplasmat 
4174877 4174807 8 78 gi 
in GRUA-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4181030 4180960 8 78 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


ue 


en 
co 


e; 


Entomoplasmat 
78 gi 


eq 
la 


Entomoplasmat 


265678761 
439970 44147 
Entomoplasmataceae; M 
265678391 
978631 98004 
rospiracea 
265678389 
complete sequence 981620 98314 


aceae; 


219846093 
1278319 12798 
Entomoplasmataceae; M 
219846087 
1281261 12827 


aceae; 


228721489 
1334683 13361 


228718145 


nce 


isphaerace 
219857540 
2287434 22889 


aceae; 


219857475 
2376676 23781 


3686364 36878 


219846445 
3687881 36893 


219846426 
3714904 37163 


219846380 


nce 


smataceae; 
219846375 
ce 37821 


plasma. 


219846319 

38638 
Alistip 
219846138 
4118405 41199 


aceae; 


219846105 
somal RNA, partial sequence 4163118 41646 


aceae; 


219846097 


uence 


aceae; 


4231009 4230936 6 78 gi 


219846048 
S ribosoma 


smatales 
219846092 
4179947 41814 


ref |NR_029066.1 


lasma. 
NR_028693.1 


esop 
ref 


e; Lewinella. 
ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_025683.1 


E 


esoplasma. 
ref |NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_027612.1 


E 


ref|NR_027571.1 

1371035 137251 
Lentisphaer 
NR_025128.1 


ae; 
ref 


lasma. 
NR_025063.1 


Mesop 


ref 


3066151 3066081 6 76 gi|219846878|ref|NR_026470.1 
ain 1187 16S ribosomal RNA, partial sequence 3065078 306652 
teria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexi 
3687426 3687356 8 78 gi| 219846446 |ref|NR_026037.1 


ref |NR_026036.1 


ref |NR_026017.1 


ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025909.1 
52 3865319 Alisti 
es. 
ref |NR_025728.1 
lasma. 

NR_025695.1 


Mesop 


ref 
M lasma. 
ref|NR_025687.1 

4173799 417528 
; Entomoplasmata 
ref|NR_025682.1 


esop 


lasma. 
NR_025638.1 
A, partial s 


Mesop 
ref 


1 RN 


a 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Entomoplasma freundtii 


freundtii Bacteria; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Mycoplasma 
7 Mycoplasma 


Mycoplasma 
asma leopharyngis 


Alistipes putredinis 
pes putredinis Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


strain Met-12 16S 
Thermotogae; Ther 


ptococcaceae; 
172956 Bacteria_16S 


motogales; 


Desulfotomaculum. 
451754 451681 6 79 
ribosomal RNA, partial sequence 
Thermotogaceae; Petrotoga. 


gi 


172956 Bacteria_16S 


strain SL24 16S r 
Thermotogae; 


Thermotogales; 


614756 614683 6 79 gi 
ibosomal RNA, partial sequence 
Thermotogaceae; 


Petrotoga. 


265678753 
450666 45216 


265678642 
613678 615152 Petrotoga olearia Bacteria; 


ref|NR_029058.1 


ref 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


NR_028947.1 


Petrotoga olearia 


172956 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


172956 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


172956 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


172956 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


172956 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


172956 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


172956 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


172956 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


172956 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


172956 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


172956 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


172956 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


172956 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


172956 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


172956 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


172956 Bacteria_16S 


gelidilacus strai 
gelidilacus Bacte 


172956 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


172956 Bacteria_16S 


strain NN0O15860 1 
Bacteroidetes; Fl 


172956 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


172956 Bacteria_16S 


sublithincola str 
sublithincola Bac 


172956 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


172956 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


1813645 1813572 6 79 
ibosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


1 RNA, partial sequence 
avobacteriales; Flavobacteriaceae; Kor 
1627975 1627902 3 76 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1713383 1713310 3 76 gi 
n R-8899 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
1902239 1902175 8 77 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

2063541 2063468 3 


di 


n¢ 
S; 


qu 
VO. 


ia 
e; 


76 gi 


avobacteria; Flavobacteriales; Flavobact 
2180493 2180420 3 76 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2423631 2423558 3 76 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2434040 2433967 3 76 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2632911 2632838 3 76 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


eq 
ba 


s 
la 


ne 


Ss; 


Flavobact 


172956 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


2702256 2702183 3 76 


gi 


219878327 
1812567 18140 


2200688 22021 


1374101 1375614 Kordi 


219878458 


219878399 


219878262 


219878148 
6S ribosomal RNA, partial sequence 2062466 20639 


219857613 


219857443 


219857432 


219857237 


2631843 26332 


219857187 


ref 


aal 
a. 
ref 

16269 
Flavoba 


e 
cter 
ref 
ence 

bacteriales; 
ref 
1 sequen 
Actinomycet 


ref 


eriaceae; Ce 


ref 


is) 


uence 
cteriales; F 
ref 
equence 
vobacteriale 
ref 
24329 


Flavoba 


e 
cter 
ref 
; FL 
ref 


eriaceae 


ribosomal RNA, partial sequence 


cteroidia; Bacteroidales; Prevotellaceae 


Prevotella 


’ 


ce 1901160 19025 


37 Cellulophaga 


179421 21808 


2422553 24239 


48 2434422 Flavo 


NR_025466.1 


gicida OT-1 


NR_025597.1 


01 1628368 Flavob 


iaceae; Flav 
NR_025538.1 


1712309 171377 


Flavobacter 
NR_025401.1 
7 
° 


ales; Actin 


NR_025287.1 


llulophaga. 
NR_025202.1 
8 
lavobacteria 
NR_025031.1 
9 
s; Flavobact 
NR_025020.1 
b 
iaceae; Flav 
NR_024865.1 


avobacteriu 
NR_024815.1 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


motogales; Thermotogaceae; Petrotoga. 
3682894 3682825 8 78 gi|219846449|ref|NR_026040.1| Octadecabacter 
38 16S ribosomal RNA, partial sequence 3681864 3683252 Octadecabacter arcticus 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 
203182 203110 8 80 gi| 265678928 |ref|NR_029236.1| Coprothermobacter 
ain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
1125584 1125516 6 74 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 
6S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
avobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 
2201745 2201683 8 70 gi|219857598|ref|NR_025186.1| Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


4080323 4080253 8 78 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
ibosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4148788 4148718 8 78 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

264293 264220 3 76 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
n ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 

425577 425504 3 76 gi|265678771|ref|NR_029076.1| Formosa algae strain 

RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Formosa. 

444109 444036 3 76 gi|265678759|ref|NR_029064.1| Croceibacter 

HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 

520622 520549 3 76 gi|265678705|ref|NR_029010.1| Flavobacterium 
R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

522149 522076 3 76 gi|265678704|ref|NR_029009.1| Flavobacterium 
n R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

602440 602367 3 76 gi|265678651|ref|NR_028956.1| Gelidibacter 

2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

1375201 1375128 3 76 gi|228717906|ref|NR_027568.1| Kordia algicida strain 


Bacteria; Bacteroidetes; 

Flavobacterium 

acterium frigoris 

obacterium. 
Flavobacterium 

7 Flavobacterium 

iaceae; Flavobacterium. 

Actinomyces 

5 Actinomyces 

mycineae; 


Cellulophaga fucicola 


fucicola Bacteria; 


Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Aequorivita 

1 Aequorivita 

eriaceae; Aequorivita. 

Flavobacterium 

acterium frigidarium 

obacterium. 

Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
m. 


Prevotella shahii 


2701149 2702638 Prevotella shahii Bacteria; 


172956 Bacteria_16S 
T-82 16S ribosomal RNA, partial sequen 


limicola strain §S 
Bacteria; Bactero 


172956 Bacteria_16S 
3R 16S ribosomal RNA, partial sequence 


platensis strain 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; C 
172956 Bacteria_16S 3702483 3702410 3 76 gi|219846435|ref|NR_026026.1 
strain C8ST5 16S ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter 


Bacteroidetes; Fl 


172956 Bacteria_16S 


strain KMM 6029 
Bacteroidetes; 
172956 Bacteria_ 
strain KMM 6050 
Bacteroidetes; 
172956 Bacteria 
strain KMM 6020 
Bacteroidetes; 
172956 Bacteria 
strain KMM 6034 
Bacteroidetes; 
172956 Bacteria 
strain KMM 3944 
Bacteroidetes; 


FL 


FL 


Fil 


Fl 


Fl 


172956 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


172956 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


172956 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


172956 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


172956 Bacteria_16S 


strain Y12-2 16S 
Bacteroidetes; Fl 


172956 Bacteria_16S 


strain SW49 16S r 
Bacteroidetes; Fl 


172956 Bacteria_16S 


strain IC166 16S 
Bacteroidetes; Fl 


172956 Bacteria_16S 
strain KMM 3516 16S ribosomal RNA, par 
Flavobacteria 


vladivostokensis 
vladivostokensis 
Vitellibacter. 


172956 Bacteria_16S 


strain NNO15840 1 
Bacteroidetes; Fl 


172956 Bacteria_16S 


KMM 3909 16S ribo 
Flavobacteria; Fl 


172956 Bacteria_16S 
in AS 1.2749 16S ribosomal RNA, partia 


xinjiangense stra 
xinjiangense Bact 


172956 Bacteria_16S 
ain KMM 3524 16S ribosomal RNA, partia 
teria; 


holothuriorum str 
holothuriorum Bac 
Salegentibacter. 


172956 Bacteria_16S 
6S ribosomal RNA, partial sequence 2710175 27115 
Flavoba 


strain KMM 3664 1 
Bacteroidetes; Fl 


172956 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


16S 
6S ribosomal RNA, partial sequence 3985718 39871 
Flavobacteriales; 
16S 
6S ribosomal RNA, partial sequence 3987206 39886 
Flavobacteriales; 
16S 
6S ribosomal RNA, partial sequence 3988683 39901 
Flavobacteriales; 
16S 


2742819 2742746 3 


idetes; Flavobacteria; 
3220230 3220161 8 


avobacteria; 
3982330 3982257 3 


avobacteria; 
3986800 3986727 3 


avobacteria; 
3988277 3988204 3 


avobacteria; 
3989755 3989682 3 


avobacteria; 
4013730 4013657 3 
6S ribos 
avobacteria; 
4015210 4015137 3 
KMM 390 
ia; Bacteroidetes; 
4016689 4016616 3 
in KMM 3907 16S 
eria; Bacteroidetes; 


4115010 4114937 3 


avobacteria; 
4162715 4162642 3 


avobacteria; 
4226513 4226440 3 
ribosomal RNA, partial 
avobacteria; 
4229457 4229384 3 
ibosomal RNA, partial 
avobacteria; 
1028713 1028641 4 
ribosomal RNA, partial 
avobacteria; 
1072746 1072674 4 


Bacteria; Bacteroidete 


2065064 2064992 4 


avobacteria; Flavobact 
2097228 2097156 4 


avobacteriales; 
2182008 2181936 4 
eria; Bacteroidetes; F 
2691771 2691699 4 


Bacteroidetes; 
2711214 2711142 4 
avobacteria; Flavobact 
3410017 3409945 4 


16S ribosomal RNA, pa 
idetes; Bacteroidia; B 


172956 Bacteria_16S 
filamentus strain 215 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; Bactero 


3681449 3681377 4 


idetes; Flavobacteria; 


Flavobacteriales; 


Flavobacteriales; 


Flavobacteriales; 


Flavobacteriales; 


76 gi|219857159|ref|NR_024787.1| Flavobacterium 
ce 2741727 2743201 Flavobacterium limicola 
Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
77 gi|219846774|ref|NR_026366.1| Coprothermobacter 
3219155 3220600 Coprothermobacter platensis 


76 gi 


6S ribosomal RNA, partial sequence 3981260 39826 
Flavobacteriales; 


76 gi 


76 gi 
76 gi 


76 gi 


omal RNA, partial sequence 4012648 40140 
Flavobacteriales; 


76 gi 


6 16S ribosomal RNA, partial s 
Flavobacteria; 


76 gi 


ribosomal RNA, partial 
Flavobacteria; 


76 gi 


6S ribosomal RNA, partial sequence 4113936 41153 
Flavobacteriales; 


76 gi 


6S ribosomal RNA, partial sequence 4161641 41630 
Flavobacteriales; 


Flavobacteriaceae 
76 gi|219846051 
sequence 4225434 42268 


Flavobacteriaceae 

76 gi| 219846049 
sequence 4228378 42297 
Flavobacteriaceae 

76 gi| 265678359 
sequence 1027642 10290 


76 gi 
Ss; 


76 gi 


6S ribosomal RNA, partial sequence 2063988 20654 
Flavoba 


eriales; 


76 gi 


somal RNA, partial sequence 2096154 2097581 Meson 
Flavobacteriaceae; Mes 


onia. 
76 gi| 219857612 
1 sequence 
lavobacteria; Flavobacteri 
76 gi|219857195 
1 sequence 
Flavobacteria; Flavobacter 
76 gi|219857181 


eriales; 
76 gi 

rtial sequence 

acteroidales; 


76 gi 


Flavoba 


Flavoba 


Flavoba 


Flavoba 


Flavoba 


Flavoba 


Flav 


PL 


Flavoba 


Flavoba 


Po 


ct 
219846237 


ct 
219846234 


ct 
219846233 


ct 
219846232 


cteriaceae 
219846214 


cteriaceae 
219846213 
equence 
obacterial 
219846212 
sequence 
avobacteri 


219846141 


cteriaceae 
219846106 


cteriaceae 
265678329 
tial seque 
Flavobac 


219878147 


cteriaceae 
219878124 


cteriaceae 
219846638 

34089 
rphyromona 


eriaceae 


eriaceae 


eriaceae 


eriaceae 


; Ge 
ref 
> Bi 
ref 
, Gr 
ref 


la 
ref 


+ Gi 
ref 
7 Wi 
ref 


es; 
ref 


ref 
; UL 
ref 
Hany ue 
ref 
; Ae 
ref 
; Ae 
ref 
; Ce 
ref 
nce 
teri 


ref 


; Ce 
ref 
iaa 


ref 


is} 


ales 
ref 


iale 
ref 


7 Ce 
ref 


dace 


219846450 


4014130 40155 


4015607 40170 
ales; 


54 Cellulophaga 


61 Cellulophaga 


180937 21824 


2690706 26921 


47 Cellulophaga 


32 3410401 Porph 


lidibacter. 
NR_025827.1 


zionia. 
NR_025824.1 


amella. 
NR_025823.1 


uimarina. 
NR_025822.1 


llisia. 
NR_025804.1 


nogradskyell 
NR_025803.1 
5 
Flavobacter 
NR_025802.1 
3 
; Flavobact 


NR_025731.1 


vibacter. 
NR_025696.1 


gibacter. 
NR_025641.1 


quorivita. 
NR_025639.1 


quorivita. 
NR_028661.1 


llulophaga. 
NR_028631.1 

107168 
ales; Flavob 
NR_025286.1 


llulophaga. 
NR_025263.1 
lgae Bacteri 


NR_025201.1 

0 
; Flavobacte 
NR_024823.1 
bi 
ae 


s; Flavobac 


NR_024809.1 


llulophaga. 
NR_026230.1 


y 
ae; Porphyro 


ref 


NR_026041.1 


Pola 


i 


e 


oprothermobacter. 
Gelidibacter algens 


algens Bacteria; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 
Aq 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 
Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 
5 Winogradskyella 
riaceae; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Cellulophaga algicola 


algicola Bacteria; 


Vitellibacter 
71073086 Vitellibacter 
acteriaceae; 


Cellulophaga baltica 


baltica Bacteria; 


Mesonia algae strain 
a; Bacteroidetes; 


Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Salegentibacter 

7 Salegentibacter 
eriaceae; 


Cellulophaga pacifica 


pacifica Bacteria; 


Porphyromonas catoniae 
romonas catoniae 

monas. 

Polaribacter 


3680374 3681813 Polaribacter filamentus 
Flavobacteriaceae; 


ribacter. 


172956 Bacteria_16S 
franzmannii strain 301 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 


salegens Bacteria; 


172956 Bacteria_16S 
KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Piboc 
Flavobacteriaceae; 


Flavobacteria; 


Bacteroidetes; 
ochracea DSM 7271 
7271 Bacteria; 


Bacteroidetes; 


strain 10371 16S 
Bacteroidetes; 


sputigena strain 


Capnocytophaga. 


172956 Bacteria_16S 
strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 40943 
Flavobacteria; 
172956 Bacteria_16S 
strain 1502-91 16S ribosomal RNA, partial sequence 
Flavobacteria; 
172956 Bacteria_16S 


Bacteroidetes; 


Bacteroidetes; 


Bacteroidetes; 
172956 Bacteria_16S 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Flavobacteriales; 
172956 Bacteria_16S 
mishustinae strain KMM 6049 16S ribosomal RNA, partial 
mishustinae Bacteria; 
172956 Bacteria_16S 

haemolytica strain A 0404 16S ribosomal RNA, partial se 
haemolytica Bacteria; 
172956 Bacteria_16S 

strain WPH 179 16S ribosomal RNA, partial sequence 
Bacteroidia; 
172956 Bacteria_16S 


3793681 3793609 4 76 


Flavobacteria; 


3814955 3814883 4 76 


3991245 3991173 4 76 


3992741 3992669 4 76 


Bacteroidetes; 


88616 88545 5 76 


Bacteroidetes; 
328041 327966 1 76 


Bacteroidales; 


1173991 11739205 76 


16S ribosomal RNA, partial sequence 
Bacteroidetes; 
172956 Bacteria_16S 
strain KMM 426 16S ribosomal RNA, partial sequence 
Flavobacteria; 
172956 Bacteria_16S 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 
xylanivorans Bacteria; 
172956 Bacteria_16S 

troitsensis strain KMM 3674 16S ribosomal RNA, partial 
troitsensis Bacteria; 
172956 Bacteria_16S 


Flavobacteria; 
1544735 15446645 76 
Flavobacteriales; 
1734689 1734620 8 78 


Firmicutes; Clostridia; 
2738424 2738353 5 76 


Bacteroidetes; 


3145704 3145629 1 76 


ribosomal RNA, partial sequence 
Bacteroidia; 
172956 Bacteria_16S 
ATCC 33612 16S ribosomal RNA, partial 
sputigena ATCC 33612 Bacteria; 


Bacteroidales; 
3605575 3605504 5 76 
Bacteroidetes; 


4093975 4093904 5 76 
Flavobacteriales; 
28291 28221 6 76 
Flavobacteriales; 
324982 324912 6 76 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Flavobacte 


Flavobacteria; 


Prevotellaceae; 


gi 


gi 


Flavobacteriales; 
219846231 


gi 


gi 


gi 


gi 


Prevotellaceae; 


gi 


gi 


gi 


Clostridiales; 
219857162 
sequence 

Flavobacteriales; 
219846825 
3144616 31460 
Prevotella. 
219846503 
sequence 

Flavobacteria; 


gi 


gi 


gi 


gi 


gi 
27210 


Flavobacteriaceae; 
265678844 
323869 325347 Prevot 


gi 


strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


strain ATCC 33779 
Bacteroidetes; 


172956 Bacteria_16S 


Bacteroidia; 
172956 Bacteria_16S 


Bacteroidia; 


Bacteroidales; 


326511 326441 6 76 


16S ribosomal RNA, partial sequence 
Prevotellaceae; 


Bacteroidales; 


745064 744994 6 76 


strain LAl 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Bacteria; 


Flavobacteria; 
172956 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichal 
172956 Bacteria_16S 
ruestringensis strain Bl 16S ribosomal RNA, partial seq 
ruestringensis Bacteria; 
172956 Bacteria_16S 


Flavobacteriales; 
814641 814599 36 78 


864795 864725 6 76 
Bacteroidetes; 


1167810 1167740 6 76 


ATCC 700755 16S ribosomal RNA, partial sequence 


Bacteria; 


Bacteroidetes; 
172956 Bacteria_16S 


Flavobacteria; 


2046730 2046660 6 76 


strain M384 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


172956 Bacteria_16S 
galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; 
172956 Bacteria_16S 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteria; 
172956 Bacteria_16S 


Bacteroidetes; 


Bacteroidia; 


Bacteroidales; 
2392982 2392912 6 76 
Bacteroidetes; 
2684371 2684301 6 76 
Flavobacteriales; 
2685813 2685743 6 76 


Flavobacteria; 


Prevotellaceae; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


Flavobacte 
gi 


219846368 

3792606 3794045 Polar 
Flavobacteriaceae; 
219846353 


Pibocella. 
219846230 
sequence 
Flavobacteriales; 
265679004 
quence 
Flavobacteriales; 
265678842 
326926 32843 
Prevotella. 
228719222 
1172900 1174354 Capno 
riales; Flavobacteriaceae 
219857262 
1543657 15451 
Flavobacteriaceae; 
219878385 


219846157 


265678469 
uence 
Flavobacterial 
228719858 
1166738 11681 
Flavobacteriales; 
219878161 
2045623 20471 
Prevotellaceae; 
219857465 
sequence 
Flavobacteria; Fl 
219857200 


219857199 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Lachnos 


ref 


ref 


ref 


Flavobac 


ref 


Ar 
ref 
28718 
Co 
ref 


Prevotella. 
265678843 
325398 326875 Prevot 
Prevotella. 
265678550 
744001 74541 
Flavobacteriaceae; 
265678503 
813559 815058 Thioal 


ref 


ref 


Ps 
ref 
Pisciri 
ref 


es; 


ref 


Flavobacter 
ref 


Prevotella 
avobacteria 
ref 


riaceae; Zo 


ella 


3991660 399309 
Flavobacteriaceae; 


87607 


1733638 173507 


2737379 273875 


3604483 360597 


8 Psychroflexus 


863710 865135 


92 Psychroflexus 


2391886 239336 


NR_025959.1 


NR_025944.1 


NR_025821.1 


NR_025820.1 


NR_029312.1 


88985 


NR_029147.1 


NR_027581.1 


NR_024893.1 


NR_025524.1 
piraceae; Ps 
NR_024790.1 


NR_026417.1 


NR_026095.1 
teriales; Fl 
NR_025747.1 


enibacter. 
NR_029353.1 


enonia. 
NR_029149.1 


NR_029148.1 


NR_028854.1 


ychroflexus. 
NR_028806.1 


ckettsiaceae 
NR_028772.1 


es; Flavobac 
NR_027586.1 


iaceae; Psyc 
NR_025300.1 


NR_025053.1 


les; Flavoba 
NR_024828.1 


bellia. 


ref 


ponti Bacteria; 


Flavobacteriaceae; 


Polaribacter 


ibacter franzmannii 
Polaribacter. 


Salegentibacter 


3813879 3815349 Salegentibacter 
Flavobacteriaceae; 


Salegentibacter. 
Pibocella ponti strain 
Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
Salegentibacter. 
Capnocytophaga 
Capnocytophaga 
Capnocytophaga. 
Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Capnocytophaga 


cytophaga ochracea DSM 
7 


Capnocytophaga. 
Arenibacter latericius 


00 Arenibacter latericius Bacteria; 
Arenibacter. 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 

Arenibacter 
9 Arenibacter 


Flavobacteriaceae; Arenibacter. 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 
Flavobacteriaceae; 
265679045 


Coenonia anatina 


Coenonia anatina Bacteria; 


Prevotella disiens 
ella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Psychroflexus tropicus 
tropicus Bacteria; 


Thioalkalimicrobium 
kalimicrobium cyclicum 
; Thioalkalimicrobium. 
Muricauda 
Muricauda 
teriaceae; Muricauda. 
Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 
Prevotella albensis 


17 Prevotella albensis Bacteria; 


Zobellia 

8 Zobellia 
cteriaceae; Zobellia. 
Zobellia russellii 


16 Zobellia russellii Bacteria; 


NR_024827.1 


Zobellia laminariae 


strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacte 


riaceae; Zo 


bellia. 


172956 Bacteria_16S 
strain KMM 3526 1 
Bacteroidetes; Flavobacteria; 
172956 Bacteria_16S 2700713 2700643 6 
strain EPSA11 16S 
Bacteroidetes; Bacteroidia; 
172956 Bacteria_16S 
neopropionicum st 
neopropionicum Bacteria; Firmicutes; 
172956 Bacteria_16S 3573433 3573363 6 
strain B422 16S ribosomal RNA, partial 
Bacteroidetes; Bacteroidia; 
172956 Bacteria_16S 
gingivalis strain 
gingivalis Bacteria; 
172956 Bacteria_16S 


2687282 2687212 6 


3527548 3527483 8 


3607111 3607041 6 


Bacteroidetes; 
3786163 3786097 4 


Bacteroidales; 


76 


ribosomal RNA, partial sequence 
Bacteroidales; 


rain DSM 3847 16S ribosomal RNA, 


ATCC 33624 16S ribosomal RNA, partial 


strain LX 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
172956 Bacteria_16S 
strain KMM 3951 1 
Bacteroidetes; Flavobacteria; 
172956 Bacteria_16S 
strain KMM 3949 1 
Bacteroidetes; Flavobacteria; 
172956 Bacteria_16S 


4088017 4087947 6 


4089508 4089438 6 


4090997 4090927 6 


strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 40 


76 


76 


76 


gi 


3785096 37865 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


6S ribosomal RNA, partial sequence 4086933 40 
Flavobacteriales; Flavobacteriac 


219846160 


gi 


6S ribosomal RNA, partial sequence 4088431 40 
Flavobacteriales; Flavobacteriac 


219846159 


gi 


219857198 
6S ribosomal RNA, partial sequence 2686201 26876 


219846161 


ref|NR_024826.1 


ref|NR_025751.1 
883 
eae; Ma 


ref 


ribacter. 

NR_025750.1 
898 
eae; Ma 
ref 


ribacter. 
NR_025749.1 
913 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Flavobacteriales; Flavobacteriaceae; Zobellia. 
76 gi|219857188|ref|NR_024816.1| Prevotella salivae 
2699606 2701098 Prevotella salivae Bacteria; 
Prevotellaceae; Prevotella. 
78 gi|219846558|ref|NR_026150.1| Clostridium 
complete sequence 3526458 3527968 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
76 gi|219846527|ref|NR_026119.1| Prevotella intermedia 
sequence 3572354 3573812 Prevotella intermedia Bacteria; 
Prevotellaceae; Prevotella. 
76 gi|219846502|ref|NR_026094.1| Capnocytophaga 
sequence 3606022 3607474 Capnocytophaga 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
70 gi|219846373|ref|NR_025964.1| Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

172956 Bacteria_16S 4092493 4092423 6 76 gi|219846158|ref|NR_025748.1| Maribacter 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
172956 Bacteria_16S 408543 408488 4 61 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

172956 Bacteria_16S 3843788 3843715 3 76 gi|219846333|ref|NR_025923.1| Flavobacterium 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 3844177 Flavobacterium 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
172956 Bacteria_16S 729902 729834 8 76 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

172956 Bacteria_16S 1105765 1105697 8 76 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

172956 Bacteria_16S 1296087 1296019 8 76 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

172956 Bacteria_16S 1786200 1786132 8 76 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 


Bacteroidetes; Bacteroidia; 
172956 Bacteria_16S 
strain ATCC 51261 
Bacteroidetes; Bacteroidia; 
172956 Bacteria_16S 
skagerrakense str 
skagerrakense Bacteria; 
172956 Bacteria_16S 
strain Loup-1 16S 
Bacteroidetes; Bacteroidia; 
172956 Bacteria_16S 
amylolyticum stra 
amylolyticum Bacteria; 
172956 Bacteria_16S 
mesophilum strain 
mesophilum Bacteria; 
172956 Bacteria_16S 
strain 1145589 16 
Bacteroidetes; Bacteroidia; 
172956 Bacteria_16S 
strain ATCC 43185 
Bacteroidetes; Bacteroidia; 
172956 Bacteria_16S 


2072812 2072744 8 


2142630 2142562 8 

Bacteroidetes; 
2394500 2394432 8 
2811854 2811786 8 


Bacteroidetes; 
2813348 2813280 8 


Bacteroidetes; 
3016151 3016083 8 


3393271 3393203 8 


3547589 3547521 8 


Bacteroidales; 


Porphy 
76 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


Prevot 
76 


Flavobacte 
76 


ribosomal RNA, partial sequence 
Bacteroidales; 


Porphy 
76 


in MBIC4355 16S ribosomal RNA, partial 
Flavobacteria; 


76 


MBIC1140 16S ribosomal RNA, partial s 
Flavobacteria; 


76 


S ribosomal RNA, partial sequence 
Bacteroidales; 


76 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


76 


Bacteroidace 


romonadaceae; 
219878142 


gi 


ellace 
gi 


ae; 


ria; F 
gi 


gi 
s 
Fl 


gi 
Flavob 
gi 
gi 


ae; 


gi 


219857640 
ain D30 16S ribosomal RNA, partial sequence 
lavobacter 
219857464 
2393419 23948 
romonadaceae; 
219857109 
equence 
avobacteri 
219857108 
equence 
acterial 
219846913 
3015068 30165 
Porphyromonadaceae; 
219846650 


219846545 


Dysgonomonas. 
ref|NR_025281.1 
2071729 2073175 Prevot 
Prevotella. 
ref|NR_025229.1 
2141553 214301 
iales; Flavobact 
ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 
ref |NR_024737.1 
2810779 281222 
ales; Flavobacte 
ref|NR_024736.1 
2812273 281371 
es; Flavobacteri 
ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 
ref |NR_026242.1 
3392191 3393612 Bacter 
Bacteroides. 


Po 


Dy 


Prevotella enoeca 
ella enoeca Bacteria; 


Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Porphyromonas gulae 
gulae Bacteria; 


Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Dysgonomonas gadei 


gadei Bacteria; 


Bacteroides caccae 
oides caccae Bacteria; 


ref |NR_026137.1 


Porphyromonas cansulci 


strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 


Bacteroidetes; Bacteroidia; 


Bacteroidales; 


Porphyromonadaceae; 


Porphyromonas. 


172956 Bacteria_16S 3549123 3549055 8 76 gi 
cangingivalis strain VPB 4874 16S ribosomal RNA, partia 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bac 
172956 Bacteria_16S 3866480 3866412 8 76 gi 


219846544 
1 sequence 
teroidales 
219846318 


strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 38668 


Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromona 
172956 Bacteria_16S 3868007 3867939 8 76 gi 
strain ATCC 29147 16S ribosomal RNA, partial sequence 

Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromona 
172956 Bacteria_16S 129947 129877 6 76 gi 
strain ES2772 16S ribosomal RNA, partial sequence 


daceae; Po 
219846317 

38668 
daceae; Po 
265678976 


128870 13034 


ref|NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_025908.1 
42 Porphyromonas 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Porphyromonas macacae 
macacae Bacteria; 


rphyromonas. 

ref|NR_025907.1| Porphyromonas levii 
93 3868368 Porphyromonas levii Bacteria; 
rphyromonas. 

ref|NR_029284.1| Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

172956 Bacteria_16S 3784686 3784624 8 70 gi|219846374|ref|NR_025965.1| Mycoplasma 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycoplasma leonicaptivi 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

172956 Bacteria_16S 466942 466901 37 78 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

172956 Bacteria_16S 4227983 42279125 76 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

172956 Bacteria_16S 746472 746414 8 70 gi| 265678549 |ref|NR_028853.1| Acinetobacter tandoii 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter tandoii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

172956 Bacteria_16S 747847 747789 8 70 gi| 265678548 |ref|NR_028852.1| Acinetobacter gerneri 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

172956 Bacteria_16S 749222 749164 8 70 gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter bouvetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

172956 Bacteria_16S 753347 753289 8 70 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

172956 Bacteria_16S 751940 751914 44 70 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

172956 Bacteria_16S 750597 750539 8 70 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

172956 Fungi_16S 1080 1010 8 78 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

172956 Fungi_16S 2589 2519 8 78 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

172956 Fungi_16S 4127 4057 8 78 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

172956 Fungi_16S 5687 5617 8 78 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

172956 Fungi_16S 7243 7173 8 78 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

172956 Fungi_16S 8745 8675 8 78 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

172956 Fungi_16S 10231 10161 8 78 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

172956 Fungi_16S 11712 11642 8 78 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

172956 Archaea_16S 1050 994 14 70 gi| 265679008 |ref|NR_029316.1| Sulfophobococcus 
zilligii strain Kl 16S ribosomal RNA, partial sequence 1 1463 Sulfophobococcus zilligii 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Sulfophobococcus. 

172956 Archaea_16S 24757 24701 14 70 gi|265678616|ref|NR_028921.1| Pyrobaculum 
arsenaticum strain PZ6 16S ribosomal RNA, partial sequence 23761 25140 Pyrobaculum arsenaticum 


Archaea; Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Pyrobaculum. 


172956 Archaea_1 


strain IC-059 16S ribosomal RNA, partial sequence 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermopro 


173828 Bacteria_ 


doebereinerae str 
doebereinerae Bac 


Azospirillum. 

173828 Bacteria_ 
strain WAL 14325 
Fusobacteria; 
173828 Bacteria_ 
strain NCFB 3026 
Fusobacteria; 
173828 Bacteria_ 


phaeovibrioides s 
phaeovibrioides B 


Chlorobium. 
173828 Bacteria_ 


thiosulfatiphilum strain 6230 16S ribosomal RNA, partia 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chloro 


173828 Bacteria_ 


vibrioformis stra 
vibrioformis Bact 


173828 Bacteria_ 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


173828 Bacteria_ 


radiopugnans ATCC 
D 
173828 Bacteria_16S 
Sapomandens strai 
Sapomandens Bacte 
173828 Bacteria_16S 
alkaliphilum stra 
Firmicu 
173828 Bacteria_16S 
toyohensis strain 
Fi 
173828 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 


19172 Bacteria; 


Bacteria; 


TOBE Bacteria; 


phaeum strain PB 
Firmicutes; 


hydroxybenzoicum 
hydroxybenzoicum 


173828 Bacteria_16S 
kuznetsovii strai 


kuznetsovii DSM 6 


173828 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; 


strain 172 16S ri 
Proteobacteria; D 


173828 Bacteria_16S 


thermocisternum s 
thermocisternum B 


173828 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


173828 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


173828 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


173828 Bacteria_16S 


succinivorans str 
succinivorans Bac 


173828 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


Fus 


Fus 


Clost 
173828 Bacteria_16S 


Sp 
173828 Bacteria_16S 


6S 37753 37697 14 70 


16S 1970204 1970252 1 49 


16S 1721027 1721082 1 56 
obacteriales; 


16S 


Fusobacteriaceae; 
3500207 3500262 1 56 


obacteriales; 
16S 75281 


Fusobacteriaceae; 
75327 1 47 
acteria; 


Chlorobi; Chlorobia; 


16S 76657 76703 1 47 


16S 294556 294602 1 47 
eria; Chlorobi; Chlorobia; 
16S 332726 332772 1 47 
a strain JW 701/3 16S ribosomal 
a Bacteria; Firmicutes; 
oorella. 

16S 1259900 1259946 1 47 
einococcus-Thermus; Deinococci; 
2429447 2429493 1 47 
ria; Firmicutes; Clostridia; 
2527716 2527762 1 47 
in S1 16S ribosomal RNA, partial 
tes; Clostridia; Clostridiales; 
2756058 2756104 1 47 
ToBE 16S ribosomal RNA, partial 
rmicutes; Clostridia; 
2884102 2884148 1 47 
ridia; Thermoanaerobacterales; 
3111047 3111093 1 47 
strain BT 16S ribosomal RNA, par 
Bacteria; Firmicutes; Clostridia 
3156418 3156464 1 47 

n DSM 6115 16S ribosomal RNA, pa 
115 Bacteria; Firmicutes; Clostr 
3218669 3218715 1 47 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriale 
3762131 3762177 1 47 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromon 
3765084 3765130 1 47 
train ST90 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; 
4078712 4078758 1 47 
LR7.2 16S ribosomal RNA, comple 
ia; Firmicutes; Clostridia; Clos 
22174 22219 1 46 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonell 
31418 31463 1 46 

S ribosomal RNA, partial sequenc 
bacillales; Aerococcaceae; Fackl 
70695 70740 1 46 
ain S1-1 16S ribosomal RNA, part 
teria; Firmicutes; Clostridia; C 
100921 100966 1 46 
ibosomal RNA, complete sequence 
lales; Bacillaceae; Halobacillus 


T 


ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


16S ribosomal RNA, partial sequence 1719990 17214 


16S ribosomal RNA, partial sequence 3499171 35006 


train 2631 16S ribosomal RNA, partial 
Chlorobi 


in 6030 16S ribosomal RNA, partial seq 
Chlorobiale 


Clostridia; 


19172 16S ribosomal RNA, partial sequ 


n DSM 3223 16S ribosomal RNA, partial 
Clostridi 


Thermoanaerobact 


gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 
36706 38182 Vulcanisaeta souniana Archaea; 
teaceae; Vulcanisaeta. 
gi|219878215|ref|NR_025354.1| Azospirillum 
equence 1969231 1970533 Azospirillum 
eria; Rhodospirillales; Rhodospirillaceae; 
gi|219878394|ref|NR_025533.1| Cetobacterium somerae 
59 Cetobacterium somerae Bacteria; 
Cetobacterium. 
gi|219846576|ref|NR_026168.1| Cetobacterium ceti 


cterium. 
265679014 

sequence 
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Cetoba 
gi 


265679013 
1 sequence 
biales; Ch 
265678864 
uence 
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265678839 
omplete se 
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gi 


gi 


gi 
RNA, c 
Th 


219846811 
ence 12588 
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219857438 
sequence 

ales; Pept 
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nce 25266 
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219857149 
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219856869 
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Deinoc 
gi 
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seque 
Peptoc 
gi 
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gi 
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219846848 
equence 
tridiales; 
219846818 
sequence 
idia; Clostridia 
gi| 219846775 
3217640 32191 
s; Flammeovirgac 
gi| 219846391 
3761076 37625 
adales; Geobacte 
gi| 219846388 
rtial sequence 
Clostridiales; 
gi| 219846167 
te sequence 
tridiales; Pepto 
gi| 265679049 
21157 22626 
aceae; Propionis 
gi| 265679043 
e 30363 31864 
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gi 
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hermoa 
qi 
tial s 
Clos 
gi 
rtial 


’ 


265679017 
quence 
lostridiales; Ve 


Chlo 
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ref |NR_029322.1 
74295 75601 
robiaceae; Chlo 


ref |NR_029321.1 

75652 77039 
lorobiaceae; Ch 
ref|NR_029170.1 

293547 29500 
iaceae; Prosthe 
ref|NR_029144.1 
quence 33164 
bacterales; The 


ref|NR_026403.1 
78 1260346 Deino 
einococcaceae; 
ref|NR_025026.1 
2428395 24298 
ococcaceae; Des 
ref|NR_024947.1 
73 2528174 Desul 
Desulfotomaculu 
ref|NR_024777.1 


anaerobacte 
NR_024688.1 


ermo 
ref 
raceae; Thermac 
ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026410.1 
155325 315690 
Peptococca 
NR_026367.1 


w 


les; 
ref 


Thermonema. 
NR_025982.1 


eae; 
ref 


raceae; Geobact 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025757.1 

4077655 407918 
coccaceae; Cryp 
ref |NR_029357.1 

Propionispira 
pira. 
ref|NR_029351.1 


ref |NR_029325.1 
69637 71125 
illonellaceae; S$ 


gi| 265678996 
99832 


ref|NR_029304.1 


xr 


HE 


5 
c 


2 
xr 


Cc 


D 


1 
u 


£ 
m. 


90 2756495 Therma 
xr 


Cc 


it 


ceti Bacteria; 


Chlorobium 
Chlorobium 
obium/Pelodictyon group; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Prosthecochloris 
Prosthecochloris 
ochloris. 

Moorella 

333194 Moorella 
moanaerobacteraceae; 


Deinococcus 

occus radiopugnans ATCC 
einococcus. 
Desulfotomaculum 

8 Desulfotomaculum 
1fotomaculum. 
Desulfotomaculum 
otomaculum alkaliphilum 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 
e 


togenium. 
Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Desulfotomaculum 

1 Desulfotomaculum 
eae; Desulfotomaculum. 
Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
e 


r. 

Desulfotomaculum 

6 Desulfotomaculum 
Desulfotomaculum. 
Cryptanaerobacter 

3 Cryptanaerobacter 
anaerobacter. 
Propionispira arboris 
arboris Bacteria; 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Schwartzia 

Schwartzia 

chwartzia. 

Halobacillus litoralis 


101390 Halobacillus litoralis Bacteria; 


173828 Bacteria_1 
arabaticum strain 
arabaticum Bacter 
173828 Bacteria_1 
propionicum strai 
Firmicu 


Bacteria; 


173828 Bacteria_1 
1787 16S ribosoma 
Clost 


Firmicutes; 


173828 Bacteria_16S 
aminovalericum st 
aminovalericum Ba 
173828 Bacteria_16S 


strain IP 2227 16 
Firmicutes; 


173828 Bacteria_16S 
modestum strain G 
modestum Bacteria 
173828 Bacteria_16S 
strain LC 1 16S r 
Clost 
173828 Bacteria_16S 


Firmicutes; 


strain YIM 70081 


173828 Bacteria_16S 
sandarakina strai 
sandarakina Bacte 


Nesterenkonia. 


173828 Bacteria_16S 


strain RV-12x 16S 


Firmicutes; Clost 


173828 Bacteria_16S 


strain AIP 354.02 


Firmicutes; Clost 


173828 Bacteria_16S 


xinjiangensis str 


Clost 


6S 107049 107094 1 46 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
6S 152671 152716 1 46 gi|265678961|ref|NR_029269.1| Clostridium 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
6S 184713 184758 1 46 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1 RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

189384 189429 1 46 gi| 265678937 |ref|NR_029245.1| Clostridium 
rain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

212500 212545 1 46 gi|265678921|ref|NR_029229.1| Clostridium baratii 
S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

232200 232245 1 46 gi|265678908|ref|NR_029216.1| Propionigenium 
ra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

244780 244825 1 46 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
ibosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
ridia; Clostridiales; Veillonellaceae; Megasphaera. 

359702 359747 1 46 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

361248 361293 1 46 gi|265678814|ref|NR_029119.1| Nesterenkonia 
n YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

388468 388513 1 46 gi|265678796|ref|NR_029101.1| Veillonella ratti 

ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

394623 394668 1 46 gi|265678792|ref|NR_029097.1| Oribacterium sinus 

16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Oribacterium. 

427081 427126 1 46 gi|265678770|ref|NR_029075.1| Nesterenkonia 
ain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


xinjiangensis Bac 
Micrococcaceae; N 


173828 Bacteria_16S 430168 430213 1 46 gi|265678768|ref|NR_029073.1 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Nesterenkonia. 

173828 Bacteria_16S 483738 483783 1 46 gi| 265678729 |ref|NR_029034.1 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistace 
173828 Bacteria_16S 626816 626861 1 46 gi|265678634|ref|NR_028939.1 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 62729 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

173828 Bacteria_16S 634433 634478 1 46 gi| 265678628 |ref|NR_028933.1 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

173828 Bacteria_16S 658688 658733 1 46 gi|265678610|ref|NR_028915.1 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

173828 Bacteria_16S 706822 706867 1 46 gi| 265678578 |ref|NR_028883.1 
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uenc 
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caccae Bacteria; 
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Allisonella. 
Rhodocista pekingensis 


’ 


0 Rhodocista pekingensis Bacteria; 


sta. 
Mitsuokella 
kella jalaludinii 


Veillonella 
767386 Veillonella 
Veillonella. 


’ 


ref|NR_028812.1 


Anaeroglobus geminatus 


strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 


173828 Bacteria_1 
strain 19 16S rib 
Clost 
173828 Bacteria_1 
strain Kl 16S rib 
D 


Firmicutes; 


Proteobacteria; 


173828 Bacteria_1 
trevisanii strain 
trevisanii Bacter 
173828 Bacteria_1 
strain Z-7191 16S 
Clost 
173828 Bacteria_1 


Firmicutes; 


strain BT-H1 16S 
Firmicutes; 


173828 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
173828 Bacteria_16S 
strain NS51 16S r 


Firmicutes; 


tukisamuensis Bac 
Nocardiaceae; 


strain 21F-2 16S 


Clost 


Lacto 
173828 Bacteria_16S 
tukisamuensis str 


Rho 
173828 Bacteria_16S 


6S 846610 846655 1 
osomal RNA, partial sequence 


46 gi 


265678482 
845553 84708 


ref|NR_028785.1 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
6S 860156 860201 1 46 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
osomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 


eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
6S 869362 869407 1 46 gi|265678466|ref|NR_028769.1| Leptotrichia 
"WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
ia; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
6S 891806 891851 1 46 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
6S 939686 939731 1 46 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

1022613 1022658 1 46 gi|265678363|ref|NR_028665.1| Streptococcus 

ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

1024184 1024229 1 46 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
ibosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

1075639 1075684 1 46 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
ain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
dococcus. 

1080029 1080074 1 46 gi|265678323|ref|NR_028625.1| Acetobacter orientalis 
ribosomal RNA, partial sequence 1079018 1080418 Acetobacter orientalis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 
1093754 1093799 1 46 gi|265678314|ref|NR_028616.1| Acetobacter 


173828 Bacteria_16S 
indonesiensis str 


indonesiensis Bac 
Acetobacter. 


173828 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


173828 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


173828 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


173828 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


173828 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


173828 Bacteria_16S 


1095195 1095240 1 46 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1096639 1096684 1 46 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1117924 1117969 1 46 

ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1140606 1140651 1 46 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


gi 


1151128 1151173 1 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1172394 1172439 1 46 gi 


46 gi 


ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


quence 
eria; 


265678313 


10942 


rillales; 

265678312 
1 sequence 
ia; 


Rhodos 


265678297 
1116890 11182 
occus. 
253680763 
quence 
ia; 


Salini 


253680756 
ence 11501 
rillales; 

228719312 


Rhod 


peptidovorans DSM 11002 
peptidovorans DSM 11002 
Dethiosulfovibrio. 

173828 Bacteria_16S 


1199618 1199663 1 
DSM 18053 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequ 
Bacteria; 


Synergistetes; 


46 gi 


Synerg 


1198618 12000 


ence 11713 
istia; Syn 


228715480 


1092739 10941 
ospi 


9 
rillales; Ac 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028614.1 

1095628 109707 
pirillales; Acet 


ref |NR_028598.1 
82 Streptococcus 


ref|NR_028011.1 
1139586 114102 
sphaerales; Sali 


ref|NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref |NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref |NR_027533.1 


2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


, 


Streptococcus pyogenes 
pyogenes Bacteria; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 

Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


Bacteria; Bactero 


173828 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


173828 Bacteria_16S 


metallireducens s 
metallireducens B 


173828 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


173828 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


173828 Bacteria_16S 


cellulosolvens 6 
Bacteria; Firmicu 


173828 Bacteria_16S 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 


idetes; Sphingobacteria; Sphingobacteriales; Fle 
1225222 1225267 1 46 gi| 219878314 
n CCUG 42692 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Lactobacillales; Streptococcace 
1244977 1245022 1 46 gi| 219857537 
train 853-15 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Clostridia; Clostridiales; 
1265916 1265961 1 46 gi| 219846539 


Clostridium. 
46 gi 


ridiales; Clostridiaceae; 
1272057 1272102 1 
1 RNA partial sequence 
ia; Desulfobacterales; 
1303500 1303545 1 


Desulfobacterac 
46 gi 


Eubact 
gi 


tes; Clostridia; Clostridiales; 


1323457 1323502 1 46 


e; 


219846399 
1271016 1272493 Desul 
ea 
219846514 
16S ribosomal RNA, partial sequence 1302478 13039 
eriaceae; 


Desul 


xibacteraceae; D 
ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|/NR_026131.1 


yadobacter. 
Streptococcus 

1 Streptococcus 

Ss. 

Desulfitobacterium 

8 Desulfitobacterium 

Desulfitobacterium. 

Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


228715345 


ref|NR_025990.1| Desulfonema magnum DSM 
fonema magnum Bacteria; Proteobacteria; 
fonema. 

ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 

ref|NR_027517.1] Streptococcus 


1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


173828 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


173828 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


173828 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


173828 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


173828 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


173828 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


173828 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


173828 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


173828 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


173828 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


173828 Bacteria_16S 


strain LB23 16S r 


Streptococcus. 


ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobacter 
1411069 14111141 46 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1496264 1496309 1 46 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1511334 1511379 1 46 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1566982 1567027 1 46 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1568517 1568562 1 46 
ibosomal RNA, partial sequence 


se 
s 


da 
e 


oc 


Leptotri 


gi 


quence 


ia; 


224581432 


quence 
treptoco 


219846691 


14952 
les; Aer 


219846273 


sequence 
caceae; 


219846058 
1565947 15674 


chia. 


219846057 
1567482 15689 


Rhod 


1329509 1329554 1 46 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
5 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
tes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

1341751 1341796 1 46 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
irmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

1358495 1358540 1 46 gi|228720055|ref|NR_027588.1| Fusobacterium 
rain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
CC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

1364438 1364483 1 46 gi|228719063|ref|NR_027579.1| Ruminococcus lactaris 

16S ribosomal RNA, partial sequence 1363415 1364816 Ruminococcus lactaris ATCC 
irmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

1384151 1384196 1 46 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
tes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

1406559 1406604 1 46 gi| 219857143 |ref|NR_024771.1| Acetobacter 


1405568 140698 
ospirillales; Ac 


1 Acetobacter 
etobacteraceae; 


ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref|NR_025648.1 
31 Leptotrichia 


Streptococcus 
6 Streptococcus 
coccus. 
Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Abiotrophia defectiva 
6 Abiotrophia defectiva 


Leptotrichia shahii 
shahii Bacteria; 


ref |NR_025647.1 
67 Leptotrichia 


Leptotrichia hofstadii 
hofstadii Bacteria; 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

173828 Bacteria_16S 1702780 1702825 1 46 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

173828 Bacteria_16S 1748420 1748465 1 46 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

173828 Bacteria_16S 1749910 1749955 1 46 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

173828 Bacteria_16S 1751402 1751447 1 46 gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae 
strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

173828 Bacteria_16S 1824379 1824424 1 46 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

173828 Bacteria_16S 1831938 1831983 1 46 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 


strain VenChi2 16 
Fusobacteria; Fus 


173828 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


173828 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


173828 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


173828 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


173828 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


173828 Bacteria_16S 


S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1844248 1844293 1 46 gi 
S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 
1857721 1857766 1 46 


ct 


Isobaculu 


gi 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 
1896221 1896266 1 46 


oc 


eltaproteobacteria; Desulfobacterales; D 


1918576 1918621 1 46 gi 


bacillales; Lactobacillaceae; Pediococ 
1961228 1961273 1 46 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 


cu 


Ss. 


1830898 18324 


er. 


219878306 
1843183 18446 


m 


219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


cus. 


219878267 
6S ribosomal RNA, partial sequence 1895145 18966 


esulfoba 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


Ss. 


219878221 


19601 


1984092 1984137 1 46 gi 


219878206 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 


lanuginosus Bacte 
Chondromyces. 


ria; Proteobacteria; 


Deltaproteobacteria; Myxococcales; 


07 Ilyobacter insuetus Bacteria; 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


ref|NR_025435.1 
69 Trichococcus 


Trichococcus palustris 
palustris Bacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 


ref |NR_025406.1 
59 Desulfococcus 
cteraceae; Desulfococcus. 
ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


ref |NR_025360.1 
67 1961603 Vagoco 


Vagococcus fessus 
ccus fessus Bacteria; 


ref |NR_025345.1] Chondromyces 
1983024 1984558 Chondromyces 
Sorangiineae; Polyangiaceae; 


173828 Bacteria_16S 
burkinensis strai 
burkinensis Bacte 
173828 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; 


strain HSL-3 16S 
Firmicutes; Bacil 


173828 Bacteria_16S 


micronuciformis s 


micronuciformis B 
173828 Bacteria_16S 
pleistocenium str 


pleistocenium Bac 


173828 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; 


Bacteria; Firmicu 


173828 Bacteria_16S 


californiensis st 
californiensis Ba 


173828 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


173828 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


173828 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


173828 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


173828 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


173828 Bacteria_16S 


orisratti strain 
orisratti Bacteri 


173828 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


173828 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


173828 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


173828 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


173828 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


173828 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


173828 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


173828 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


173828 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


Clost 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 
viridans strain M 


2049810 2049855 1 46 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2051371 2051416 1 46 gi 


ridia; Clostridiales; Veillonellaceae; 
2120003 2120048 1 46 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2141113 2141158 1 46 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2169884 2169929 1 46 gi 
ain FTR1 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; Ca 
2175951 2175996 1 46 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
2186558 2186603 1 46 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2238062 2238107 1 46 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
2259417 2259462 1 46 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2345853 2345898 1 46 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2351833 2351878 1 46 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2403477 2403522 1 46 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2417432 2417477 1 46 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2495966 2496011 1 46 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2565244 2565289 1 46 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2566821 2566866 1 46 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2569802 2569847 1 46 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2664593 2664638 1 46 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2666155 2666200 1 46 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2706745 2706790 1 46 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2741275 2741320 1 46 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2747159 2747204 1 46 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2783193 2783238 1 46 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 


nc 
e; 


qu 


oc 


ne 


ni 


ne 


Vv 


s 
oc 


s 
oc 


ia 
ri 


al 
id 


di 


se 
oc 


eq 
le 


eq 
e; 


gi 


ot 


se 
al 


re 
Fae 


or 


id 


219878159 
quence 

Veil 
219878158 
6S ribosomal RNA, partial sequence 2050314 20518 
Anaerosin 
219857655 
2118933 21204 


es; 


219857641 
ial sequ 
diales; 
219857622 
qu 
rn 


ence 


21 


e 


ence 


22 
cus. 


219857497 


e 23 


23 


24 


occac 


219857386 
equence 


occac 


219857291 
1 sequen 
diales; 
219857290 


sequ 
iales 


219857288 
sequence 


ales; 


219857214 
ial sequen 
illales; 
219857213 


quenc 
occac 


219857184 


uence 


2740223 27 


eromo 


219857156 


uence 
Acti 


219857128 
2782197 27 


richa 


2792307 2792352 1 46 gi 


219857122 


obacteri 
219857616 
2174910 21764 
axellace 
219857608 


Carnoba 
219857574 


iales; 
219857560 


bacillus 
219857493 


rgistace 
219857458 


eillonel 
219857448 
equence 


s Family 
219857160 


ref|NR_025298.1 

2048758 20502 
lonellaceae; An 
ref |NR_025297.1 


us. 
ref|NR_025244.1 
54 Halobacillus 


ref 
ence 
Veil 


NR_025230.1 
21400 
lonellaceae; 
ref|NR_025211.1 
2168820 21703 
aceae; Carnobac 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobact 
ref|NR_025197.1 
17 2186981 Carno 
cterium. 
ref|NR_025162.1 
2237029 223848 
lostridiaceae; 
ref|NR_025148.1 
45 2259880 Strep 


855 


c 
583 


ref|NR_025085.1 
86 2346268 Paeni 
ref|NR_025081.1 
96 2352265 Dethi 
ae; Dethiosulfo 
ref|NR_025046.1 
23 2403914 Veill 
la. 
ref|NR_025036.1 
2416361 241786 
; Streptococcus 
ref|NR_024974.1 
2494920 249625 
; Streptococcus. 
ref|NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024919.1 
2568768 257024 
ostridiaceae; Cl 
ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 
2665089 266654 
; Streptococcus. 
ref|NR_024812.1 
2705678 270719 
XII. Incertae S 
ref|NR_024788.1 


447 


507 


024 


eae 


eae 


enc 
7 V 


cl 


s 


e 
eae 


416 
nadaceae; Agarivora 
ref|NR_024784.1 

2746146 274749 
nomycetales; Coryne 
ref|NR_024756.1 
836 
cea 


e; Thiothrix. 


6 
a 


9 


0 
t 


e 


b 


AN 


t 


b 


fo} 


Vv 


fo} 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Megasphaera 
2 2141502 Megasphaera 

Megasphaera. 

Carnobacterium 
5 Carnobacterium 
erium. 

Psychrobacter jeotgali 
jeotgali Bacteria; 
Ts 
Carnobacterium 
acterium viridans 


Tindallia 
3 Tindallia 
indallia. 
Streptococcus iniae 
ococcus iniae Bacteria; 


Paenibacillus 
acillus granivorans 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Veillonella criceti 
nella criceti Bacteria; 


Streptococcus 
5 Streptococcus 


Streptococcus 
6 Streptococcus 


Eubacterium 

8 Eubacterium 
Eubacterium. 
Anaeromusa 

8 Anaeromusa 
Anaeromusa. 
Clostridium 

8 Clostridium 
ostridium. 
Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Exiguobacterium 

1 Exiguobacterium 
edis; Exiguobacterium. 
Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Rhodococcus 
3 Rhodococcus 
bacterineae; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


ref|NR_024750.1 


Coprococcus catus 


strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 


173828 Bacteria_ 
halophilum strain 
halophilum Bacter 
173828 Bacteria_ 
nitritogenes stra 


nitritogenes Bac 


173828 Bacteria_ 


strain JCM 6484 
Firmicutes; Clos 


173828 Bacteria_ 


strain JCM 9989 
Firmicutes; Clos 


173828 Bacteria_ 


strain GTC848 16 
Firmicutes; 


173828 Bacteria_ 
strain 176 16S ri 


Firmicutes; 


cylindrosporum s 


cylindrosporum Ba 
173828 Bacteria_ 


strain S369-98-1 
Firmicutes; Lact 


173828 Bacteria_ 


strain 22-7934 16 
Firmicutes; Clos 


173828 Bacteria_ 


strain 2045-94 1 
Firmicutes; Baci 


173828 Bacteria_ 


intestinalis str 
intestinalis Bac 
Desulfovibrio. 


173828 Bacteria_ 


aeronauticum str 
aeronauticum Bac 


173828 Bacteria_ 


strain B 16S rib 
Clostridia; Clos 


173828 Bacteria_ 


strain DSM 44183 


Lacto 


Lacto 
173828 Bacteria_ 


16S 2877869 2877914 1 46 gi|219856873|ref|NR_024692.1| Salimicrobium 
DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
ia; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 
16S 2886966 2887011 1 46 gi|219856865|ref|NR_024684.1| Eubacterium 
in JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
teria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
16S 2888491 2888536 1 46 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
tridia; Clostridiales; Eubacteriaceae; Eubacterium. 
16S 2890015 2890060 1 46 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
tridia; Clostridiales; Eubacteriaceae; Eubacterium. 
16S 2925164 2925209 1 46 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 
16S 2962739 2962784 1 46 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
bosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 
16S 3034193 3034238 1 46 gi|219846900|ref|NR_026492.1| Clostridium 
train HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 3064713 3064758 1 46 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
obacillales; Streptococcaceae; Streptococcus. 
16S 3102086 31021311 46 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
tridia; Clostridiales; Clostridiaceae; Tindallia. 
16S 3142669 31427141 46 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
6S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 


llales; Bacillales Family XI. Incertae 
16S 3151726 31517711 46 gi 
in KMS2 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


a 
t 


16S 3247488 3247533 1 46 gi 
ain DSM 10349 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostrid 
16S 3301963 3302008 1 46 gi 
fo) 
tridiales; 
16S 


Blautia. 


3336860 3336905 1 46 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


173828 Bacteria_ 


halophilus strai 
halophilus Bacte 


173828 Bacteria_ 


strain DSM 20748 
Firmicutes; Baci 


173828 Bacteria_ 


chliarophilus st 
chliarophilus Ba 


173828 Bacteria_ 


strain ATCC 3304 
Bacteria; Firmic 


173828 Bacteria_ 


ruminis strain D 
Bacteria; Firmic 


173828 Bacteria_ 


strain DSM 6836 
Firmicutes; Clos 


173828 Bacteria_ 


strain DSM 4954 


16S 3361446 3361491 1 46 gi 
n DSM 20408 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Bacillacea 
16S 3363013 3363058 1 46 gi 


llales; Bacillaceae; Salimicrobium. 
16S 3390227 3390272 1 46 gi 
rain ATCC 700543 16S ribosomal RNA, par 


cteria; Deinococcus-Thermus; 
16S 3411522 3411567 1 46 gi 
8 16S ribosomal RNA, partial sequence 

utes; Clostridia; Clostridiales; Veillo 
16S 3445418 3445463 1 46 gi 
SM 9236 16S ribosomal RNA, partial sequ 
utes; Clostridia; Clostridiales; Veillo 
16S 3446941 3446986 1 46 gi 
tridia; Clostridiales; 
16S 3475998 3476043 1 


Clostridiaceae; 
46 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


173828 Bacteria 
strain DSM 1785 
Firmicutes; 
173828 Bacteria 
strain DSM 6011 
Firmicutes; 


173828 Bacteria_ 


Clost 


Clost 


16S 3501683 3501728 1 46 gi 


ridia; 
16S 


Clostridiales; 
3525944 3525989 1 


Clostridiaceae; 
46 gi 


ridia; 
16S 


Clostridiales; 
3530544 3530589 1 


Clostridiaceae; 
46 gi 


Deinococci; 


Sedis; 
219846821 
uence 
ria; Desul 
219846756 
1 sequence 
iales; Pep 
219846720 


somal RNA, partial sequence 3300930 3302411 Blaut 


219846694 


16S ribosomal RNA, partial sequence 3335845 33373 


nebacterin 
219846676 
sequence 

e; Marinoc 
219846675 


16S ribosomal RNA, partial sequence 3361953 33634 


219846652 
tial seque 
; Thermale 
219846637 
34104 
nellaceae; 
219846613 
ence 34443 
nellaceae; 
219846612 


6S ribosomal RNA, partial sequence 3445905 34473 


Clostridiu 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 


nebacterin 
219846575 


6S ribosomal RNA, partial sequence 3500724 35020 


Clostridiu 
219846559 


6S ribosomal RNA, partial sequence 3524935 35264 


Clostridiu 
219846556 


Gemella 


NR_026413.1 
150676 315218 
fovibrionales; D 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


ref 


w 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Blautia schinkii 
eria; Firmicutes; 


ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026312.1 
ia schinkii Bact 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026268.1 

3360383 336190 
occus. 
ref |NR_026267.1 
41 Salimicrobium 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


NR_026244.1| Meiothermus 

3389244 3390664 Meiothermus 
s; Thermaceae; Meiothermus. 
ref|NR_026229.1| Dialister pneumosintes 
52 3411955 Dialister pneumosintes 
Dialister. 
ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticum. 
ref|NR_026204.1| Clostridium viride 
86 Clostridium viride Bacteria; 
m. 
ref|NR_026184.1| Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_026167.1| Clostridium celatum 
49 Clostridium celatum Bacteria; 


nce 


Succiniclasticum 
iclasticum ruminis 


m. 

ref|NR_026151.1| Clostridium colinum 
07 Clostridium colinum Bacteria; 

m. 

ref|NR_026148.1| Clostridium 


homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


173828 Bacteria_16S 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 35844 
Firmicutes; 
173828 Bacteria_16S 


Bacteria; 
pasteurianus stra 


Acetobacter. 


173828 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


Bacteria; 


Proteobacteria; 


173828 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


173828 Bacteria_16S 


restrictus strain 
restrictus Bacter 


chlororespirans s 
chlororespirans B 


funditum strain p 
Bacteria; 


strain 7 16S ribo 
Clostridia; Clost 


strain RT4. 
Firmicutes; 


Bl 16 


centenum strain I 
centenum Bacteria; 
Rhodospirillum. 


173828 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


173828 Bacteria_16S 


chungwhensis stra 


chungwhensis Bacteria; 
173828 Bacteria_16S 


alkenivorans stra 


alkenivorans Bacteria; 


Desulfatibacillum. 


173828 Bacteria_16S 


ridia; 
173828 Bacteria_16S 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 35967 
Firmicutes; 
173828 Bacteria_16S 
strain Dfr2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 
3632551 3632596 1 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 
3666209 3666254 1 
PER-K23 16S ribosomal RNA, partial sequ 
Firmicutes; 
3685873 3685918 1 
train Co23 16S ribosomal RNA, partial 
Firmicutes; 
3811838 3811883 1 
£3 16S ribosomal RNA, partial sequence 
Lactobacillales; 
3834638 3834687 1 
somal RNA, partial sequence 3833603 3835009 Ruminococ 
Ruminococcaceae; 
3880247 3880292 1 
S ribosomal RNA, 
Clostridiales; 
3978081 3978130 1 
AM 14193 16S ribosomal RNA, partial sequ 
Proteobacteria; Alphaproteobacteria; 


ia; 
173828 Bacteria_16S 


acteria; 
173828 Bacteria_16S 


Firmicutes; 
173828 Bacteria_16S 


Clostridia; 
173828 Bacteria_16S 


ridiales; 
173828 Bacteria_16S 


3585507 3585552 1 


Clostridia; 
3591680 3591725 1 
in LMD 22.1 16S ribosomal RNA, partial 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacte 


3596276 3596321 1 
ibosomal RNA, partial sequence 

Clostridiales; 
3597809 3597854 1 


Clostridia; 
3631026 3631071 1 


4001544 4001589 1 


46 


Clostridiales 
46 


46 


46 


Clostridiales 


46 


46 


46 


cl 
46 


Clostridia; 


Clostridi 
46 
Carnobac 
50 
46 


complete sequ 


50 


46 


Desulfuromonadales; 


Ruminococcu 


Clostridiaceae; 


gi|219846519 
; Veillonellaceae; 

gi|]219846515 
sequence 
ria; 


gi|219846511 


3595254 35967 
Clostridiaceae; 


cl 
gi| 219846509 
; Lachno 

gi 


spiraceae; 
219846485 


3629961 36314 
Geobacte 


gi|219846484 
3631486 36329 


219846461 
ence 
les; 
219846447 
sequence 
ridiales; 
219846355 
38107 


gi 


ostridia 
gi 


Clost 
gi 


a; 


teriaceae; 
gi| 219846339 


s. 
gi| 219846309 
ence 3879197 38807 
Ca 
219846240 
ence 


gi 


gi| 219846224 


SW-151 16S ribosomal RNA, partial sequence 


4004644 4004689 1 
in BH030062 16S ribosomal RNA, partial 
Firmicutes; 
4027267 4027312 1 
in PF2803 16S ribosomal RNA, partial s 
Proteobacteria; 


4071135 40711801 


ia; Proteobacteria; Alphaproteobacteri 


46 


Bacillales; 
46 


Deltapro 


46 


strain PV1 16S ribosomal RNA, partial sequence 


a; 


219846222 
sequence 
eae; 
219846205 
equence 

ria; Desul 


gi 


Bacillac 
gi 


teobacte 


gi|219846172 
4070099 40715 


Rhodo 


Geobacte 


Peptococc 


Carnobacter 


Rhodospir 


Sphingomonadales; 


Pontibaci 


ref|NR_026111.1 
36 3585946 Phasc 
Phascolarctobac 


illales; 


ref|NR_026103.1 


ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026077.1 


race 
ref 


ae; Geobacte 
NR_026076.1 
raceae; Geobacte 
NR_026053.1 
3665143 366662 
aceae; Dehal 
ref |NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_025946.1 
56 3812276 Carnob 
ium. 
NR_025929.1 
cus albus 7 


ref 


ref|NR_025899.1 


ref|NR_025830.1 
3977072 397838 
illales; Rhodosp 


ref |NR_025814.1 
4000552 400199 
Sphin 


NR_025812.1 
2 


NR_025795.1 
0 
fobacterales; De 


ref|NR_025762.1 


terium. 
Acetobacter 

8 Acetobacter 

tobacteraceae; 


Clostridium 
idium lentocellum 
m 


Yr. 


rs 
Dehalobacter 

8 Dehalobacter 

obacter. 
Desulfitobacterium 

3 Desulfitobacterium 

Desulfitobacterium. 
Carnobacterium 

acterium funditum 


Ruminococcus albus 
Bacteria; 


Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Pontibacillus 
0 Pontibacillus 


Desulfatibacillum 
6 Desulfatibacillum 


sulfobacteraceae; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


fofaba. 


minor Bacteria; 


Desulfatibacillum 
9 Desulfatibacillum 


Carboxydocella 
0 Carboxydocella 
Family XVI. 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

173828 Bacteria_16S 4095466 4095511 1 46 gi|219846156|ref|NR_025746.1 
strain P2 16S ribosomal RNA, partial sequence 4094388 40957 

Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
173828 Bacteria_16S 4117928 4117973 1 46 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

173828 Bacteria_16S 4133214 4133259 1 46 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 

Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

173828 Bacteria_16S 4165716 41657611 46 gi|219846104|ref|NR_025694.1 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 416611 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales 
Desulfatibacillum. 

173828 Bacteria_16S 4208143 4208188 1 46 gi|219846070|ref|NR_025660.1 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 420854 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales 

Sedis; Carboxydocella. 

173828 Bacteria_16S 4217337 4217382 1 46 gi|219846063|ref|NR_025653.1 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 421777 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Nocardiopsis. 


Strepto 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Phascolarctobacterium 
larctobacterium faecium 


Clostridium populeti 
42 Clostridium populeti Bacteria; 
ostridium. 


Geobacter pelophilus 
35 Geobacter pelophilus Bacteria; 


Geobacter bremensis 
60 Geobacter bremensis Bacteria; 


Firmicutes; 
Caloramator fervidus 


15 Caloramator fervidus Bacteria; 
loramator. 


Desulfofaba fastidiosa 
93 Desulfofaba fastidiosa Bacteria; 


Streptococcus minor 


Halobacillus locisalis 
locisalis Bacteria; 


; Desulfobacteraceae; 


Incertae 


173828 Bacteria_ 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


173828 Bacteria_ 


strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

173828 Bacteria_16S 105529 105573 1 45 gi| 265678993 |ref|NR_029301.1 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermo 


Bacteria; 
173828 Bacteria_ 
strain BAL-1 16S 


Chrysiogenetes; C 
173828 Bacteria_16S 
strain PCL 16S ri 


Fusobacteria. 


173828 Bacteria_16S 
strain W6 16S rib 
Clost 
173828 Bacteria_16S 


Firmicutes; 


strain ATCC 15468 
Proteobacteria; 


polysaccharolytic 


strain 01008 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


173828 Bacteria_16S 


strain H168 16S r 


Firmicutes; Clostridia; Halanaerobiales; Halanaerobiace 
173828 Bacteria_16S 511464 511508 1 45 gi 
strain Tf 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
173828 Bacteria_16S 537346 537390 1 45 gi 
strain CR 16S ribosomal RNA, partial sequence 


Proteobacteria; E 


173828 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


173828 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


173828 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


173828 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


173828 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


173828 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


173828 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


173828 Bacteria_16S 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


Firmicu 


G 
173828 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
173828 Bacteria_16S 
um strain KMTHCJT 16S ribosomal RNA, p 

Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacte 
173828 Bacteria_16S 


tes; Clostridia; 
16S 131435 131479 1 
ribosomal RNA, 


45 
complete sequence 


gi 


149547 149591 1 45 
bosomal RNA, partial sequence 


gi 


151117 151161 1 

osomal RNA, partial sequence 
ridia; Clostridiales; 
178636 178680 
16S ribosomal RNA, 
ammaproteobacteria; Aeromonadales; 
204744 204788 1 45 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
270212 270256 1 45 gi 


45 gi 
Clostridiaceae; 

Al 45 gi 

partial sequence 


rales; Thermoanaerobacterales Family I 
286886 286930 1 45 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
291499 291543 1 45 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
323366 323410 1 45 
ibosomal RNA, complete sequence 


gi 


psilonproteobacteria; Nautiliales; Nau 
582929 582973 1 45 gi 
ibosomal RNA, partial sequence 


bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
799247 799291 1 45 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
806902 806946 1 45 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

816118 816162 1 45 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


173828 Bacteria_16S 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


Thermoanaerobacterale 


130392 13190 
hrysiogenales; Chrysiogenaceae; Chrysi 


148511 15001 


150066 15156 


Aer 


285875 28729 


290399 29196 


322285 32381 


510382 51190 


536318 53780 


581868 58337 


787469 78896 


798207 79971 


s; Thermoa 
265678975 


ogenes. 
265678963 


265678962 


Clostridiu 
265678944 
17756 
omonadacea 
265678927 
sequence 
tyoglomace 
265678880 
artial seq 


II. Incert 
265678869 


265678866 


265678845 


ae; Haloth 
265678711 


265678694 


tiliaceae; 
265678664 


ciricketts 
265678513 


elotrichac 
265678508 
ce 80584 
ulfobacter 


265678502 
ence 81510 
ales; Pseu 


828297 828341 1 45 gi 


ridia; Clostridiales; Veillonellaceae; 


ref 


ref 


ref 


m. 
ref 


e; 
ref 


ae; 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


620781 620825 1 45 gi|265678638|ref|NR_028943.1 
train AM1116 16S ribosomal RNA, partial sequence 619766 621178 
acteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nau 

632897 632941 1 45 gi|265678629|ref|NR_028934.1 

ribosomal RNA, partial sequence 631874 63335 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

676956 677000 1 45 gi| 265678598 |ref|NR_028903.1 
bosomal RNA, partial sequence 675861 677456 Anaerobaculum 
nergistia; Synergistales; Synergistaceae; Anaerobaculum. 

788501 788545 1 45 gi|265678520|ref|NR_028824.1 


ref 


ref 


2 807361 Thermo 
iale 


ref 


265678494 


ref 


Selenomonas. 


naer 


203662 20520 


uenc 


ae Ss 


2 Caminibacter 
Caminibacter. 


2 Methylophaga 
iace 


4 Turicibacter 
eae; 


9 816530 Pseud 
dono 


obacteracea 
NR_029283.1 


NR_029271.1 


NR_029270.1 


NR_029252.1 


4 179023 Aeromo 
Aeromonas. 


NR_029235.1 
1 
Dictyoglomu 
NR_029186.1 
e 269183 


edis; T 
NR_029175.1 


NR_029172.1 


NR_029150.1 


thrix. 
NR_029016.1 


NR_028999.1 


NR_028969.1 


ae; Methylop 
NR_028816.1 


Turicibacte 
NR_028811.1 
s; Thermodes 
NR_028805.1 
° 


cardineae; P 


e 


s 


hermo 


16S 90091 90135 1 45 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
ain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
teria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 

16S 91574 91618 i 45 gi|265679002|ref|NR_029310.1| Natroniella acetigena 


Natroniella acetigena Bacteria; 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Chrysiogenes arsenatis 


, 


2 Chrysiogenes arsenatis Bacteria; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Aeromonas punctata 
nas punctata Bacteria; 


Dictyoglomus 
Dictyoglomus 
Thermoanaerobacterium 
270620 


anaerobacterium. 
Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 
ermo 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Caminibacter profundus 


profundus Bacteria; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Anaerobaculum mobile 
mobile Bacteria; 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Turicibacter sanguinis 


sanguinis Bacteria; 


2 aa 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


NR_028797.1 


Selenomonas infelix 


827209 828732 Selenomonas infelix Bacteria; 


173828 Bacteria_ 


strain ATCC 43541 
Clost 


Firmicutes; 
173828 Bacteria_ 


hydrothermale str 
hydrothermale Bac 


Desulfacinum. 
173828 Bacteria_ 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


173828 Bacteria_ 
strain PSv29 16S 
Proteobacteria; 

173828 Bacteria_ 


psychrophila stra 


D 


16S 829873 829917 1 45 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Veillonellaceae; 

16S 884239 884283 1 45 gi 


teria; Proteobacteria; 


16S 921178 921222 1 45 gi 


ain MT-96 16S ribosomal RNA, partial s 
Deltaproteobact 


s strain RHS1 16S ribosomal RNA, parti 


eria; 


265678431 


Synt 


al sequenc 


ref 


roph 


e 920164 92162 


obacterales; 


NR_028733.1 


8 


265678493|ref|NR_028796.1| Selenomonas noxia 
828783 830273 Selenomonas noxia Bacteria; 

Selenomonas. 

265678455|ref|NR_028757.1| Desulfacinum 

equence 883190 884650 Desulfacinum 


Syntrophobacteraceae; 


Slackia 
Slackia 


s Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 

; Slackia. 

16S 925877 925921 1 45 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

16S 927431 927475 1 45 gi| 265678427 |ref|NR_028729.1| Desulfotalea 

in LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 


psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

173828 Bacteria_16S 978157 978201 1 45 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

173828 Bacteria_16S 1060678 1060722 1 45 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

173828 Bacteria_16S 1120935 1120979 1 45 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

173828 Bacteria_16S 1122490 1122534 1 45 gi|228715451|ref|NR_027532.1| Ureaplasma parvum 
serovar 3 str. ATCC 27815 16S ribosomal RNA, partial sequence 1121455 1122893 Ureaplasma parvum 
serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

173828 Bacteria_16S 1126954 1126998 1 45 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

173828 Bacteria_16S 1158672 1158716 1 45 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

173828 Bacteria_16S 1195073 1195117 1 45 gi|228715634|ref|NR_027536.1| Carboxydibrachium 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carboxydibrachium pacificum 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Carboxydibrachium. 

173828 Bacteria_16S 1201108 1201152 1 45 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 


12261 Bacteria; 


mitsuokai DSM 158 
15897 Bacteria; 


s 
173828 Bacteria_16S 


E 
173828 Bacteria_16S 
DSM 15641 16S rib 


ynergistetes; Synergistia; Synergistal 
1207228 1207272 1 45 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1208743 1208787 1 45 gi 
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228715354 


richales; 
228715352 
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Erys 
ref 


79 1207663 Caten 


ceae; Amino 
NR_027526.1 
i 
ipelotrichac 
NR_027524.1 


b 


acterium. 
Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

173828 Bacteria_16S 1231366 12314101 45 gi|219878275|ref|NR_025414.1| Thermocrinis albus 
strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 1231793 Thermocrinis albus DSM 14484 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 

173828 Bacteria_16S 1262864 1262908 1 45 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 
strain CBS 107.95 16S ribosomal RNA, partial sequence 1261851 1263306 Dietzia natronolimnaea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 
173828 Bacteria_16S 1270600 1270644 1 45 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

173828 Bacteria_16S 1301988 1302032 1 45 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 
lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

173828 Bacteria_16S 1305098 1305142 1 45 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

173828 Bacteria_16S 1314140 1314184 1 45 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 


brockii subsp. brockii strain HTD4 


16S ribosomal RNA, partial sequence 


131309 


4 1314606 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacterales; Thermoanaerobacteraceae; 
173828 Bacteria_16S 1325007 1325051 1 45 gi 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; 
Family III. Incertae Sedis; Caldicellulosiruptor. 

173828 Bacteria_16S 1390178 1390222 1 45 gi 
bacteriovorus strain HD 100 16S ribosomal RNA, partial 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaprot 
Bdellovibrio. 
173828 Bacteria_16S 


2 


1437181 1437225 1 45 gi 
profundus strain 506 16S ribosomal RNA, partial sequenc 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; T 
173828 Bacteria_16S 1482722 1482766 1 45 gi 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobac 
Fusobacterium. 
173828 Bacteria_16S 1497794 1497838 1 45 gi 
saccharolyticum subsp. saccharolyticum strain DSM 6643 
1498218 Halanaerobium saccharolyticum subsp. sac 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
173828 Bacteria_16S 1506637 1506681 1 45 gi 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribo 
Thermoanerobacter brockii subsp. lactiethylicus 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermo 
173828 Bacteria_16S 1524819 1524863 1 45 gi 
strain ATCC 35185 16S ribosomal RNA, partial sequence 
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ref|NR_025279.1 
1323941 13254 
erobacterales; 
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’ 
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Oceanithermus. 
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t 
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Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Oceanithermus 
thermus profundus 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Halanaerobium 
e sequence 
micutes; 


1496733 
Clostridia; 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Selenomonas sputigena 
monas sputigena 


Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

173828 Bacteria_16S 1571543 1571587 1 45 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
173828 Bacteria_16S 1577598 1577642 1 45 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 1646236 1646280 1 45 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
173828 Bacteria_16S 1693460 1693504 1 45 gi 


auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 169391 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Des 
173828 Bacteria_16S 1701200 1701244 1 45 gi| 219878407 |ref|NR_025546.1 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 17016 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecol 
173828 Bacteria_16S 1705780 1705824 1 45 gi|219878404|ref|NR_025543.1 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 17061 

Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleo 
173828 Bacteria_16S 1765145 1765189 1 45 gi|219878361|ref|NR_025500.1 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 176550 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
173828 Bacteria_16S 1769574 1769618 1 45 gi| 219878358 |ref|NR_025497.1 


strain 525 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 
173828 Bacteria_16S 1880675 1880719 1 45 gi| 219878279 |ref|NR_025418.1 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 188113 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Prop 
173828 Bacteria_16S 1950640 1950684 1 45 gi|219878228|ref|NR_025367.1 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 195111 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Pseudonocardia. 

173828 Bacteria_16S 1982507 1982551 1 45 gi| 219878207 |ref|NR_025346.1 


strain Cm al3 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; C 
173828 Bacteria_16S 1985676 1985720 1 45 gi| 219878205 |ref|NR_025344.1 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 198614 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiin 
Chondromyces. 

173828 Bacteria_16S 2026826 2026870 1 45 gi| 219878178 |ref|NR_025317.1 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromo 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
173828 Bacteria_16S 2109306 2109350 1 45 gi| 219873437 |ref|NR_026099.2 
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2 Chondromyces 

eae; Polyangiaceae; 


Aeromonas popoffii 
nas popoffii Bacteria; 
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n WR-30 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; Deinococci; 


45 


train SL6 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


45 


DCB-M 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
173828 Bacteria_16S 
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Caloramator. 
45 gi| 219857361 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
173828 Bacteria_16S 
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10 16S ribosomal RNA, partial sequence 
Clostridiales; 


45 


ibosomal RNA, partial sequence 


Thermales; Thermaceae; Thermus. 


45 


ibosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
173828 Bacteria_16S 
straminisolvens strain CSK1 16S ribosomal RNA, partial 
straminisolvens Bacteria; 
173828 Bacteria_16S 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 
173828 Bacteria_16S 
S-877 16S ribosomal RNA, partial sequence 26950 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

173828 Bacteria_16S 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 
desulfurans Bacteria; 
173828 Bacteria_16S 


45 


Clostridia; 
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Deinococci; 


45 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 
173828 Bacteria_16S 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 
hydrogeniphila Bacteria; Aquificae; Aquificales; 
173828 Bacteria_16S 
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ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae 
173828 Bacteria_16S 
strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
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173828 Bacteria_16S 


45 


45 


strain AP3 16S ribosomal RNA, partial sequence 
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173828 Bacteria_16S 
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ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Thiotrichales; 
173828 Bacteria_16S 
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subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; 
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thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 


Hydrogenophilus. 


Amphibacillus 


Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
tes; Bacillales; Bacillaceae; Amphibacillus. 
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3 Hydrogenobacter 


ref|NR_024663.1 
2918000 291946 


Hydrogenophilus 
0 Hydrogenophilus 


173828 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


173828 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


173828 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
173828 Bacteria_16S 


strain RF-4 16S r 
Deinococcus-Therm 


173828 Bacteria_16S 


salinarius strain 
salinarius Bacter 


173828 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


173828 Bacteria_16S 
6S ribosomal RNA, partial sequence 3273522 32749 


strain DSM 3662 1 
Firmicutes; Clost 


173828 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


173828 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


173828 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial se 


paludosum strain 
paludosum Bacteri 


173828 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


173828 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


wieringae strain 
wieringae Bacteri 


173828 Bacteria_16S 


strain DSM 1030 1 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

173828 Bacteria_16S 3300432 3300476 1 45 gi|219846721|ref|NR_026313.1 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 330087 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisci 
Methylophaga. 

173828 Bacteria_16S 3323220 3323264 1 45 gi|219846704|ref|NR_026296.1 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 332367 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaer 
Incertae Sedis; Thermoanaerobacterium. 

173828 Bacteria_16S 3364530 3364574 1 45 gi|219846674|ref|NR_026266.1 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 336498 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verruco: 
Verrucomicrobium. 

173828 Bacteria_16S 3373517 3373561 1 45 gi|219846668|ref|NR_026260.1 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 337395 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 

173828 Bacteria_16S 3376588 3376632 1 45 gi|219846666|ref|NR_026258.1 
saccharolyticum subsp. senegalense strain DSM 7379 16S ribosomal RNA, partial seq 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


173828 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


173828 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


eria; 
173828 Bacteria_16S 
DSM 1911 16S ribosomal RNA, partial se 


ammaproteobacteria; Thiotrichales; Pis 


2922128 2922172 1 45 gi|219856842|ref|NR_024661.1| Eubacterium 
n GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2996281 2996325 1 45 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
train Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
acteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

3020508 3020552 1 45 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 

Deinococci; Thermales; Thermaceae; Thermus. 
3022030 3022074 1 45 gi|219846909|ref|NR_026501.1| Thermus igniterrae 


ibosomal RNA, partial sequence 
us; Deinococci; Thermales; 
3130713 3130757 1 


Thermaceae; T 


45 gi 


ridia; Clostridiales; Eu 


3276057 3276101 1 


Eubacteriaceae; 

45 gi 
ridia; Clostridiales; Eubacteriaceae; Ac 
3277576 3277620 1 45 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3279085 3279129 1 45 gi 


le 


qu 
Clostridial 
45 gi 


Firmicutes; Clostridia; 
3280604 3280648 1 


a; 


ridia; Clostridiales; Eubacteriaceae; Ac 
3282123 3282167 1 45 gi 
in DSM 2925 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostrid 


3283647 3283691 1 45 gi 


s 
ia 


qu 
Clostridiales 


45 gi 


Firmicutes; Clostridia; 
3285172 3285216 1 


a; 


Halanaerobiaceae; Halanaerobium. 
3382726 3382770 1 45 gi|219846661|ref|NR_026253.1 
ATCC 33146 16S ribosomal RNA, complete sequence 3381669 338315 
ia; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciric 
3384264 3384308 1 45 gi|219846660|ref|NR_026252.1 
16S ribosomal RNA, partial sequence 3383208 3384695 Methyl 


ci 


173828 Bacteria_16S 


3021006 30224 


219846835 


219846737 
6S ribosomal RNA, partial sequence 3275046 32765 


219846736 
eq 


219846735 
es; 
219846734 
6S ribosomal RNA, partial sequence 3279583 32810 


219846733 


219846732 


219846731 
6S ribosomal RNA, partial sequence 3284145 32856 


senegalense Bacteria; 


hermus. 


ref|NR_026427.1 


bacterium. 


ref |NR_026329.1 
rium. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026326.1 


etobacte 


uence 
s; Eubac 


ence 
Eubact 


’ 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


etobacte 


equence 
les; Eub 


ence 
Eubact 


v 


Firmicutes; 


rickettsiaceae; Methylop 


3391730 33917741 45 


gi 


219846651 


ref 


77 Thermus igniterrae Bacteria; 


Halanaerobacter 


SG3903 16S ribosomal RNA, partial sequence 3129667 3131049 Halanaerobacter 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
3174614 3174658 1 45 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
3274548 3274592 1 45 gi|219846738|ref|NR_026330.1| Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Halanaerobacter 

0 Halanaerobacter 
Halanaerobacter. 
Halanaerobium 

uence 3375527 3377012 


Clostridia; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 


NR_026243.1 


Propionigenium maris 


strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 3392140 Propionigenium maris Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 


173828 Bacteria_16S 3453177 34532211 45 gi 


173828 Bacteria_16S 3480534 3480578 1 45 


gi 


denticolens strain NCTC 11490 16S ribosomal RNA, partia 


denticolens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; Actinomyces. 

173828 Bacteria_16S 3495680 3495724 1 
strain DSM 44070 16S ribosomal RNA, 


45 gi 
complete sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Thermocrispum. 


173828 Bacteria_16S 3594738 3594782 1 45 gi 


cellobioparum strain DSM 1351 16S ribosomal RNA, partia 


cellobioparum Bacteria; Firmicutes; Clostridia; Clostri 
173828 Bacteria_16S 3612998 3613042 1 45 gi 
strain CIP 7430 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
173828 Bacteria_16S 3619031 3619075 1 45 gi 
periodonticum strain EK1-15 16S ribosomal RNA, partial 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; 
173828 Bacteria_16S 3620412 3620456 1 45 gi 
nucleatum subsp. 
Fusobacterium nucleatum subsp. 
Fusobacteriaceae; Fusobacterium. 
173828 Bacteria_16S 3621793 3621837 1 
nucleatum subsp. 
nucleatum subsp. fusiforme Bacteria; Fusobacteria; Fuso 
173828 Bacteria_16S 3676807 3676851 1 45 gi 
congolense strain SEBR 4224 16S ribosomal RNA, partial 
congolense Bacteria; Firmicutes; Clostridia; Halanaerob 
173828 Bacteria_16S 3700913 3700957 1 45 gi 
strain D6-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
173828 Bacteria_16S 3705400 3705444 1 45 gi 
fusiformis strain FC4 16S ribosomal RNA, partial sequen 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
173828 Bacteria_16S 3708437 3708481 1 45 gi 
vanneervenii strain FC2 16S ribosomal RNA, partial sequ 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
173828 Bacteria_16S 3777090 3777134 1 45 gi 
norvegica strain A8444 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
Thermodesulforhabdus. 
173828 Bacteria_16S 3813392 3813436 1 45 gi 
allosaccharophila strain CECT 4199 16S ribosomal RNA, p 
allosaccharophila Bacteria; Proteobacteria; Gammaproteo 
Aeromonas. 
173828 Bacteria_16S 3851234 3851278 1 45 gi 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, par 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostri 
Ruminococcaceae. 
173828 Bacteria_16S 


45 gi 


3852746 3852790 1 45 gi 
cellulolyticus strain CD2 16S ribosomal RNA, partial se 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostr 
173828 Bacteria_16S 3878707 3878751 1 45 gi 
strain YT-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 
173828 Bacteria_16S 3883394 3883438 1 45 gi 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; Thermoanaerobacteraceae; 
173828 Bacteria_16S 3908021 3908065 1 45 
strain FT2-B 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
173828 Bacteria_16S 3909545 3909589 1 45 gi 
strain A417 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
173828 Bacteria_16S 3911074 3911118 1 45 gi 
canigenitalium strain D6P-C 16S ribosomal RNA, partial 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 
173828 Bacteria_16S 3964878 3964922 1 45 gi 
strain 2761 16S ribosomal RNA, partial sequence 


Thermo 
gi 


oc 


1 


al 


1 
di 


se 
Fu 


ba 


se 
ia 


ce 
ro. 


en 
ro. 


ne 


ob 


ar 
ba 


ti 
di 


qu 
id 


T. 


ar 


finnii Bacteria; 


an 


se 
la 


219846608 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
219846589 
Actinomyc 


219846579 


219846512 


219846497 
omonadacea 


219846493 


219846492 
animalis strain NCTC 12276 16S ribosomal 
animalis Bacteria; 


219846491 
fusiforme strain SOR 16S ribosomal RNA, 


219846453 
219846436 
3699882 37013 
219846433 


219846431 


219846379 


219846354 


219846328 


219846327 
219846310 
3877677 38791 


219846307 


219846289 
3906969 39084 


219846288 
3908492 39099 


219846287 


ref|NR_026200.1 


> Mi 
ref|NR_026181.1 

3479494 348091 
etal 


occineae 


sequence 


ref |NR_026171.1 

34946 
es; Pseudonocardineae; 
ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref|NR_026084.1 
RNA, partial sequence 


Fusobacteria; 


sequence 
ales; Cl 


36119 


quence 
sobacter 


ref 
sequ 


NR_026083.1 
ence 362084 
s; Fusobacteriac 
ref |NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref |NR_026027.1 


partial 
cteriale 


quence 
les; Hal 


ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


37043 
biales; 


ce 37073 
biales; 


e 37759 
acterale 


ref 
uenc 
Aero. 


NR_025945.1 
e 381232 
monadales; 


tial seq 
cteria; 


ref 
nce 
ridi 


NR_025918.1 
385021 
Rumino 


al seque 
a; Clost ales; 
ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref|NR_025900.1 


ence 


iales; R 


hermus. 
ref |NR_025897.1 
tial sequence 388233 
Firmicutes; 
aerobacter. 


ref|NR_025879.1 


ref|NR_025878.1 


ref|NR_025877.1 
3910020 391149 
e; Ureaplasma. 


quence 
smatacea 


219846249 
3963836 3965295 Rhodocyclus tenuis Bacteria; 


ref |NR_025839.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 


es; Actinomy 


39 3496156 Thermo 
P 


Clostridia; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
crococcaceae 


; Micrococcus. 


Actinomyces 
5 Actinomyces 
cineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Clostridium 
3 Clostridium 
ostridium. 

Aeromonas bestiarum 
nas bestiarum Bacteria; 


Fusobacterium 
8 Fusobacterium 
erium. 

Fusobacterium 

3619459 3620789 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Thermoanaerobacter 
8 3883860 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Rhodocyclus tenuis 


173828 Bacteria_16S 4009121 40091651 45 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

173828 Bacteria_16S 4122586 4122630 1 45 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

173828 Bacteria_16S 4182528 4182572 1 45 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

173828 Bacteria_16S 4238507 4238551 1 45 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
173828 Bacteria_16S 255260 255303 1 44 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

173828 Bacteria_16S 374637 374692 1 56 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

173828 Bacteria_16S 383819 383862 1 44 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

173828 Bacteria_16S 567923 567966 1 44 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

173828 Bacteria_16S 802368 802411 1 44 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

173828 Bacteria_16S 850921 850966 1 46 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

173828 Bacteria_16S 870829 870872 1 44 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

173828 Bacteria_16S 1057614 1057657 1 44 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

173828 Bacteria_16S 1110283 1110326 1 44 gi|265678302|ref|NR_028604.1] Collinsella 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 

173828 Bacteria_16S 1365868 1365911 1 44 gi|228719040|ref|NR_027578.1| Nitrobacter 
hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

173828 Bacteria_16S 1573023 1573066 1 44 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

173828 Bacteria_16S 2156131 2156174 1 44 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

173828 Bacteria_16S 2301920 2301963 1 44 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

173828 Bacteria_16S 2508051 2508098 1 48 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

173828 Bacteria_16S 2520165 2520208 1 44 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

173828 Bacteria_16S 2568322 2568365 1 44 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

173828 Bacteria_16S 2757626 2757669 1 44 gi|219857148|ref|NR_024776.1| Thermaerobacter 


nagasakiensis strain JCM 11223 16S ribosomal RNA, 


nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


partial sequence 2756546 2758056 Thermaerobacter 


Incertae Sedis; 


173828 Bacteria_16S 2860658 2860701 1 44 gi|219856884|ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 

173828 Bacteria_16S 2905196 2905239 1 44 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

173828 Bacteria_16S 3018985 3019028 1 44 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 


SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

173828 Bacteria_16S 3028087 3028134 1 48 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
173828 Bacteria_16S 3230681 3230728 1 48 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 


strain DSM 10022 


16S ribosomal RNA, partial sequence 3229651 32311 


30 Peptoniphilus 


ivorii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

173828 Bacteria_16S 3497216 3497259 1 44 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

173828 Bacteria_16S 3912540 3912583 1 44 gi|219846286|ref|NR_025876.1]| Agromonas 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
173828 Bacteria_16S 4063518 4063561 1 44 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

173828 Bacteria_16S 4223395 4223438 1 44 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

173828 Bacteria_16S 1028 1070 1 43 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

173828 Bacteria_16S 2567 2609 1 43 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

173828 Bacteria_16S 5591 5633 1 43 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

173828 Bacteria_16S 7052 7094 1 43 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

173828 Bacteria_16S 8510 8552 L 43 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

173828 Bacteria_16S 16021 16063 1 43 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

173828 Bacteria_16S 17561 17603 1 43 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 20678 20720 1 43 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

173828 Bacteria_16S 23725 23767 1 43 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 25316 25358 1 43 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 26785 26827 1 43 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 29844 29886 1 43 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 32938 32980 1 43 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


173828 Bacteria_16S 34458 34500 1 43 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
173828 Bacteria_16S 40254 40296 1 43 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

173828 Bacteria_16S 43318 43360 1 43 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

173828 Bacteria_16S 46333 46375 1 43 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
173828 Bacteria_16S 49402 49444 1 43 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
173828 Bacteria_16S 52569 52611 1 43 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

173828 Bacteria_16S 55607 55649 1 43 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

173828 Bacteria_16S 60128 60170 1 43 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

173828 Bacteria_16S 61676 61718 1 43 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

173828 Bacteria_16S 63146 63188 1 43 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
173828 Bacteria_16S 64654 64696 1 43 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

173828 Bacteria_16S 66188 66230 L 43 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

173828 Bacteria_16S 67684 67726 1 43 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

173828 Bacteria_16S 69213 69255 1 43 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

173828 Bacteria_16S 72209 72251 1 43 gi| 265679016 |ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680  #Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

173828 Bacteria_16S 73773 73815 1 43 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72131 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

173828 Bacteria_16S 81063 81105 1 43 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

173828 Bacteria_16S 85604 85646 1 43 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

173828 Bacteria_16S 94743, 94785 1 43 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 97879 97921 1 43 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

173828 Bacteria_16S 99389 99431 1 43 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
173828 Bacteria_16S 102487 102529 1 43 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 


thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 


173828 Bacteria_16S 103986 104028 1 43 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

173828 Bacteria_16S 108506 108548 1 43 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

173828 Bacteria_16S 109998 110040 1 43 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

173828 Bacteria_16S 113112 113154 1 43 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

173828 Bacteria_16S 116253 116295 1 43 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

173828 Bacteria_16S 117808 117850 1 43 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

173828 Bacteria_16S 119329 119371 1 43 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

173828 Bacteria_16S 120830 120872 1 43 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
173828 Bacteria_16S 123918 123960 1 43 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
173828 Bacteria_16S 126969 127011 1 43 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
173828 Bacteria_16S 134589 134631 1 43 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

173828 Bacteria_16S 136077 136119 1 43 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

173828 Bacteria_16S 137535 137577 1 43 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

173828 Bacteria_16S 139094 139136 1 43 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
173828 Bacteria_16S 140623 140665 1 43 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
173828 Bacteria_16S 142130 142172 1 43 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

173828 Bacteria_16S 143614 143656 1 43 gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

173828 Bacteria_16S 145141 145183 1 43 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

173828 Bacteria_16S 148049 148091 1 43 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

173828 Bacteria_16S 154225 154267 1 43 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


strain V 5-2 16S 
Firmicutes; Clost 


ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


153188 154677 Oxobacter pfennigii Bacteria; 
Oxobacter. 


173828 Bacteria_16S 155791 155833 1 43 gi| 265678959 |ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 157348 157390 1 43 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

173828 Bacteria_16S 158889 158931 1 43 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

173828 Bacteria_16S 160408 160450 1 43 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

173828 Bacteria_16S 161898 161940 1 43 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 163346 163388 1 43 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

173828 Bacteria_16S 164965 165007 1 43 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 166530 166572 1 43 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 181610 181652 1 43 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 183146 183188 1 43 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 186283 186325 1 43 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

173828 Bacteria_16S 187832 187874 1 43 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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Ny 


ref|NR_029221.1 


4 Methylomicrobium agile Bacteria; 


crobium. 
Clostridium 
Clostridium 
ostridium. 
Pelobacter 
Pelobacter 
elobacteraceae; 


Taylorella 
Taylorella 
ligenaceae; Taylorella. 
Clostridium 
Clostridium 
stridium. 
Clostridium 
Clostridium 
stridium. 
Geobacillus 
Geobacillus 


Mycobacterium 
cterium genavense 


ycobacteriaceae; 


Peptococcus niger 


4 Peptococcus niger Bacteria; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 


Mycobacterium 


226632 228087 Mycobacterium aichiense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 

173828 Bacteria_16S 229179 229221 1 43 gi|265678910|ref|NR_029218.1 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
173828 Bacteria_16S 230687 230729 1 43 gi| 265678909 |ref|NR_029217.1 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
173828 Bacteria_16S 235257 235299 1 43 gi|265678905|ref|NR_029213.1 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
173828 Bacteria_16S 236893 236935 1 43 gi|265678904|ref|NR_029212.1 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
173828 Bacteria_16S 238475 238517 1 43 gi|265678903|ref|NR_029211.1 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
173828 Bacteria_16S 240022 240064 1 43 gi|265678902|ref|NR_029210.1 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkho 


Bacteria; Proteob 
Burkholderia cepa 


173828 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


173828 Bacteria_16S 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


173828 Bacteria_16S 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


173828 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


173828 Bacteria_16S 


strain Benl104 16S 


strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


252310 252352 1 43 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


173828 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


173828 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


173828 Bacteria_16S 


strain 166 16S ri 


253785 253827 1 43 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


258284 258326 1 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; 
261137 261179 1 43 
bosomal RNA, partial sequence 


43 gi 


Thermoa 
gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


173828 Bacteria_16S 


strain MCRL 0044 


265712 265754 1 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


173828 Bacteria_16S 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


173828 Bacteria_16S 
CFN 42 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


173828 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


173828 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


173828 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


173828 Bacteria_16S 


268712 268754 1 43 gi 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
273229 273271 1 43 gi 


Rhizobi 
gi 


Rhizobiales; Rhizobiaceae; 

276317 276359 1 43 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
280819 280861 1 43 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


ia; 


282305 282347 1 43 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
285437 285479 1 43 gi 


gi 


quence 
ia; 


S; 


quence 
teria; 


al sequenc 
acteria; N 


265678894 
251300 25272 
hodobacter 
265678893 


Rhodob 


265678890 
complete sequence 257219 25873 
naerobacte 
265678887 
260171 26154 
biaceae; 
265678883 
16S ribosomal RNA, partial sequence 264725 26613 
donocardin 
265678881 
rtial sequ 
nobacterid 


265678878 
272240 273697 Rhizo 
um/Agrobac 
265678876 
275297 27676 
Helicob 
265678873 


265678872 
281272 28276 


265678870 


acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
cia complex. 

241608 241650 1 43 gi|265678901|ref|NR_029209.1 
bosomal RNA, partial sequence 240595 242072 Burkholderia 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 

243164 243206 1 43 gi|265678900|ref|NR_029208.1 
ain 73 16S ribosomal RNA, complete sequence 242123 243639 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 

Mycobacterium. 

246207 246249 1 43 gi| 265678898 |ref|NR_029206.1 
n CUB 687 16S ribosomal RNA, partial sequence 245166 246646 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 

249330 249372 1 43 gi|265678896|ref|NR_029204.1 


e 248268 24976 
eisseriales; Ne 


8 
i 
ref |NR_029202.1 
aceae; Amaricocc 
ref|NR_029201.1 


252777 254201 
acterales; Rhodo 


ref|NR_029198.1 
1 Moorella 
raceae; Moorella 
ref|NR_029195.1 


Rhizo 
ref 


bium/Agrobac 
NR_029189.1 


Pseudonocar 
NR_029187.1 
267723 
Actinomyceta 


eae; 
ref 
ence 
ae; 


ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029182.1 
1 Helicobacter 
acteraceae; Heli 
ref|NR_029179.1 

279814 281221 


ulfuromonadales; 


Des : 


ref|NR_029178.1 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 

Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Mycobacterium 
Mycobacterium 
bacterineae; 


Rhodococcus 
Rhodococcus 
cterineae; Nocardiaceae; 


Microvirgula 
Microvirgula 


sseriaceae; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 
Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Actinomadura cremea 
269132 Actinomadura 
les; 


Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Geobacter 
Geobacter 

Geobacteraceae; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 
Eubacterium. 


ref|NR_029176.1 


Desulfobulbus 


rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 


Bacteria; Proteob 


acteria; Deltaproteobacteria; 


Desulfobacterales; 


Desulfobulbacea 


e; Desulfobulbus. 


173828 Bacteria_ 


strain CDC F5101 
Proteobacteria; 


173828 Bacteria_ 
strain R85-13-6 1 
E 


Proteobacteria; 


173828 Bacteria_ 


strain F 628 16S 


173828 Bacteria_ 
abactoclasticum s 
abactoclasticum B 
173828 Bacteria_ 
strain 70-159 16S 
Tenericutes; Moll 


B 


16S 289887 289929 1 43 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 

16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 

etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

16S 296092 296134 1 43 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 

6S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 

psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

16S 297643 297685 1 43 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 

ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

16S 299030 299072 1 43 gi|265678861|ref|NR_029167.1| Anaeroplasma 

train 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 

acteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 

16S 302052 302094 1 43 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 

ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 303571 303613 1 43 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 


173828 Bacteria_ 
strain B-3 16S ri 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

173828 Bacteria_16S 306667 306709 1 43 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

173828 Bacteria_16S 308254 308296 1 43 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

173828 Bacteria_16S 309771 309813 1 43 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

173828 Bacteria_16S 312802 312844 1 43 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

173828 Bacteria_16S 315806 315848 1 43 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

173828 Bacteria_16S 317270 317312 1 43 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

173828 Bacteria_16S 318761 318803 1 43 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
173828 Bacteria_16S 320182 320224 1 43 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 


Tenericutes; Moll 
173828 Bacteria_ 
thermoamylovorans 
thermoamylovorans 
173828 Bacteria_ 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, parti 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clos 
Sedis; Sedimentibacter. 

173828 Bacteria_16S 334253 334295 1 43 gi 


strain ATCC 51131 
Bacteria; Actinob 


Mycobacterium. 


173828 Bacteria_16S 
subtile strain F3 
Bacteria; Actinob 
173828 Bacteria_16S 
denticolens strai 
denticolens Bacte 


Parascardovia. 


173828 Bacteria_16S 


saeculare strain 


Bacteria; Actinob 
173828 Bacteria_16S 


strain S-182 16S 
Firmicutes; 


Bacteria; 


Lacto 
173828 Bacteria_16S 
marinus strain MH 
Proteob 
173828 Bacteria_16S 


bosomal RNA, partial sequence 


16S 321765 321807 1 43 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
16S 329526 329568 1 43 gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


335796 335838 1 43 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
337363 337405 1 43 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
338927 338969 1 


43 gi 


RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
340507 340549 1 43 gi 


ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
341998 342040 1 43 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


302503 30397 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


343411 343453 1 43 gi 


japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 


7 Clostridium innocuum Bacteria; 


eplasma. 
265678846 |ref|NR_029151.1| Bacillus 
sequence 320691 322234 Bacillus 
illaceae; Bacillus. 
265678841|ref|NR_029146.1| Sedimentibacter 
al sequence 328486 329942 Sedimentibacter 
tridiales; Clostridiales Family XI. Incertae 
265678838 |ref|NR_029143.1| Mycobacterium celatum 
333245 334704 Mycobacterium celatum 
ales; Corynebacterineae; Mycobacteriaceae; 
265678834 |ref|NR_029139.1| Bifidobacterium 
334755 336267 Bifidobacterium subtile 
riales; Bifidobacteriaceae; Bifidobacterium. 
265678833|ref|NR_029138.1| Parascardovia 
quence 336318 337835 Parascardovia 
Bifidobacteriales; Bifidobacteriaceae; 
265678832|ref|NR_029137.1| Bifidobacterium 
nce 337886 339399 Bifidobacterium saeculare 
riales; Bifidobacteriaceae; Bifidobacterium. 
265678831|ref|NR_029136.1| Pediococcus parvulus 
339450 340885 Pediococcus parvulus Bacteria; 
cus. 
265678830|ref|NR_029135.1| Hydrogenovibrio 
ce 340936 342344 Hydrogenovibrio marinus 
hales; Piscirickettsiaceae; Hydrogenovibrio. 
265678829 |ref|NR_029134.1| Cryptosporangium 


342395 343854 Cryptosporangium 


japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 


Cryptosporangium. 


173828 Bacteria_16S 344975 345017 1 43 gi|265678828|ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
173828 Bacteria_16S 346535 346577 1 43 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
173828 Bacteria_16S 348004 348046 1 43 gi|265678826|ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
173828 Bacteria_16S 349437 349479 1 43 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
173828 Bacteria_16S 352352 352394 1 43 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 
173828 Bacteria_16S 353812 353854 1 43 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
173828 Bacteria_16S 355271 355313 1 43 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
173828 Bacteria_16S 356751 356793 1 43 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 
173828 Bacteria_16S 364226 364268 1 43 gi|265678812|ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
173828 Bacteria_16S 368661 368703 1 43 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
173828 Bacteria_16S 371662 371704 1 43 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 
173828 Bacteria_16S 373160 373202 1 43 gi| 265678806 |ref|NR_029111.1] Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 
173828 Bacteria_16S 376177 376219 1 43 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
173828 Bacteria_16S 377743 377785 1 43 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
173828 Bacteria_16S 380804 380846 1 43 gi|265678801|ref|NR_029106.1| Lactobacillus 
delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 
Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 
Lactobacillus. 
173828 Bacteria_16S 382307 382349 1 43 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 
173828 Bacteria_16S 386962 387004 1 43 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
173828 Bacteria_16S 391540 391582 1 43 gi| 265678794 |ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
173828 Bacteria_16S 393129 393171 1 43 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
173828 Bacteria_16S 397621 397663 1 43 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 
173828 Bacteria_16S 399143 399185 1 43 gi| 265678789 |ref|NR_029094.1| Nocardia 


neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 


398145 399618 Nocardia 


neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 


173828 Bacteria_16S 
nitratus s 
ni 
Microbacteriaceae 


subsp. 
cerinus subsp. 


402284 402326 1 43 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 


’ 


265678787 


artial seq 
obacterida 


ref |NR_029092.1 
uence 401266 
e; Actinomycetal 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


173828 Bacteria_16S 403818 403860 1 43 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

173828 Bacteria_16S 405358 405400 1 43 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

173828 Bacteria_16S 406917 406959 1 43 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

173828 Bacteria_16S 409974 410016 1 43 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

173828 Bacteria_16S 411603 411645 1 43 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 413203 413245 1 43 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 414807 414849 1 43 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 416338 416380 1 43 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
173828 Bacteria_16S 417828 417870 1 43 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
173828 Bacteria_16S 423958 424000 1 43 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 428623 428665 1 43 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

173828 Bacteria_16S 431675 431717 1 43 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

173828 Bacteria_16S 433272 433314 1 43 gi| 265678766 |ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

173828 Bacteria_16S 436378 436420 1 43 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

173828 Bacteria_16S 439481 439523 1 43 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 


strain HTCC2506 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 
173828 Bacteria_16S 442554 442596 1 43 gi|265678760|ref|NR_029065.1 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; B 
Bifidobacterium. 

173828 Bacteria_16S 447134 447176 1 43 gi| 265678757 |ref|NR_029062.1 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 
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173828 Bacteria_16S 454897 454939 1 43 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

173828 Bacteria_16S 456457 456499 1 43 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

173828 Bacteria_16S 460886 460928 1 43 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

173828 Bacteria_16S 462414 462456 1 43 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
173828 Bacteria_16S 463920 463962 1 43 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
173828 Bacteria_16S 465430 465472 1 43 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

173828 Bacteria_16S 466949 466991 1 43 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

173828 Bacteria_16S 468434 468476 1 43 gi|265678739|ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

173828 Bacteria_16S 469925 469967 1 43 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

173828 Bacteria_16S 473119 473161 1 43 gi|265678736|ref|NR_029041.1| Weissella koreensis 
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173828 Bacteria_16S 474659 474701 1 43 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

173828 Bacteria_16S 476196 476238 1 43 gi|265678734|ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 479112 479154 1 43 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

173828 Bacteria_16S 480661 480703 1 43 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

173828 Bacteria_16S 489978 490020 1 43 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

173828 Bacteria_16S 494631 494673 1 43 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

173828 Bacteria_16S 496136 496178 1 43 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

173828 Bacteria_16S 497664 497706 1 43 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

173828 Bacteria_16S 499237 499279 1 43 gi| 265678719 |ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

173828 Bacteria_16S 502372 502414 1 43 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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173828 Bacteria_16S 575446 575488 1 43 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

173828 Bacteria_16S 576921 576963 1 43 gi| 265678668 |ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
173828 Bacteria_16S 579824 579866 1 43 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

173828 Bacteria_16S 581367 581409 1 43 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

173828 Bacteria_16S 585914 585956 1 43 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 587421 587463 1 43 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

173828 Bacteria_16S 588944 588986 1 43 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

173828 Bacteria_16S 590381 590423 1 43 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 593417 593459 1 43 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
173828 Bacteria_16S 594974 595016 1 43 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

173828 Bacteria_16S 596471 596513 1 43 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
173828 Bacteria_16S 599281 599323 1 43 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
173828 Bacteria_16S 600811 600853 1 43 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

173828 Bacteria_16S 606988 607030 1 43 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

173828 Bacteria_16S 608493 608535 1 43 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

173828 Bacteria_16S 610060 610102 1 43 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

173828 Bacteria_16S 611605 611647 1 43 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 613191 613233 1 43 gi|265678643|ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

173828 Bacteria_16S 617843 617885 1 43 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

173828 Bacteria_16S 619324 619366 1 43 gi| 265678639 |ref|NR_028944.1| Microbacterium 


aerolatum strain V-73 16S ribosomal RNA, partial sequence 


618371 619715 Microbacterium aerolatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


173828 Bacteria_16S 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


173828 Bacteria_16S 


strain E846 16S r 


623695 623737 1 43 gi 
n IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

625251 625293 1 43 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


173828 Bacteria_16S 


strain CE2105 16S 


629883 629925 1 43 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


173828 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


173828 Bacteria_16S 


strain HKI 0120 1 


631392 631434 1 43 gi 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
635955 635997 1 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_16S 


strain HKI 0119 1 


637486 637528 1 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


173828 Bacteria_16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


173828 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


173828 Bacteria_16S 


strain CMS90 16S 


639020 639062 1 43 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
642125 642167 1 43 gi 
rain EL-30 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
esterenkonia. 

643695 643737 1 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
646823 646865 1 43 gi 
ribosomal RNA, partial sequence 


43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


173828 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


173828 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


173828 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


173828 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


173828 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


173828 Bacteria_16S 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


173828 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


173828 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


173828 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


173828 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


173828 Bacteria_16S 


648355 648397 1 43 gi 
Actinomycetales; Micrococcineae; Micr 
649844 649886 1 43 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
651317 651359 1 43 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
652709 652751 1 43 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

654167 654209 1 43 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
655673 655715 1 43 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


657134 657176 1 43 gi 
s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 

660184 660226 1 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
661716 661758 1 43 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
664738 664780 1 43 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


’ 


43 gi 


667797 667839 1 43 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
669253 669295 1 43 gi 


624219 62572 


628893 63029 


6S ribosomal RNA, partial sequence 634924 63640 


6S ribosomal RNA, partial sequence 636453 63793 


642624 644123 Sporo 


645783 64725 


somal RNA, partial sequence 647310 648789 Koc 


651676 653 


659171 660617 Morax 


265678636 
ial sequen 
Actinomyc 


265678635 


nebacterin 
265678631 


Rhodospiri 
265678630 
e 63034 
ales; Micr 
265678627 


ococcineae 
265678626 


ococcineae 
265678625 
ence 63798 
nadales; X 
265678623 
sequence 

ae; Actino 


265678622 


265678620 


ococcineae 
265678619 
ur 
ococcaceae 
265678618 
e 64884 
les; Beije 
265678617 
tial seque 
rococcacea 
265678615 
11 
Clostridiu 
265678614 
ence 65316 
idiaceae; 

265678613 
uence 
eria; 


Pseu 


265678612 
A, partial 
eridae; Ac 


265678609 


raxella. 
265678608 
tial seque 
icoccus. 
265678606 
quence 
ales; Clos 
265678604 
nce 66678 
rillales; 
265678603 


ref 
etal 
ref 


eae; 
ref 


llac 
ref 


ococ 
ref 


, 
ref 


Va 
ref 
ref 

myce 


ref 
musa 


ref 


7 Mi 
ref 
ia p 
7 Ko 
ref 
rinc 
ref 
nce 
e} 

ref 


m. 
ref 


Calo 


domo 
ref 
tino 


ref 
ella 


ref 
nce 


ref 
trid 
ref 


Acet 
ref 


5 Mycobacterium 
i 


9 631823 Kytoc 


2 639478 Steno 
anth 


0 650254 Methy 


Aerococcus. 


3 654605 Ca 


654656 65 


seq 


663698 66518 


6 668269 Gluco 


NR_028941.1 


ce 622694 624168 
Coryneba 


es; 
NR_028940.1 


Mycobacter 
NR_028936.1 


eae; Roseos 
NR_028935.1 


cineae; Der 
NR_028932.1 


trasporangi 
NR_028931.1 


trasporangi 
NR_028930.1 


omonadaceae 
NR_028928.1 


641107 642573 


tales; Micro 
NR_028927.1 
ovata Bacte 


NR_028925.1 


crococcaceae 
NR_028924.1 
olaris Bacte 
curia. 
NR_028923.1 
1 
kiaceae; Met 
NR_028922.1 
650305 


NR_028920.1 


NR_028919.1 
lora 
ranaerobacte 
NR_028918.1 
6081 
nadales; Mor 
NR_028917.1 
uence 656132 
mycetales; S 


NR_028914.1 
canis Bacte 


NR_028913.1 
660668 


NR_028911.1 
5 


iales Family 


NR_028909.1 
n 
obacteraceae 
NR_028908.1 


fo} 
macoccaceae; 


a 


a 


te 
i 


Corynebacterium 
Corynebacterium 
cterineae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Roseospira marina 


8 Roseospira marina Bacteria; 
Pp 


ira. 

Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
In 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
In 


ceae; Knoellia. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Sporomusa ovata strain 
ria; Firmicutes; 


Arthrobacter roseus 


9 Arthrobacter roseus Bacteria; 


; Arthrobacter. 
Kocuria polaris strain 


ria; Actinobacteria; 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Aerococcus 

651625 Aerococcus 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
ry 
Psychrobacter 
Psychrobacter 
axellaceae; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Moraxella canis strain 
ria; Proteobacteria; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Gluconacetobacter 

acetobacter entanii 
Gluconacetobacter. 
Arcanobacterium 


’ 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Arcanobacterium. 


173828 Bacteria_16S 673882 673924 1 43 gi 


173828 Bacteria_16S 675342 675384 1 43 
strain W16 16S ribosomal RNA, partial sequence 


gi 


173828 Bacteria_16S 678515 678557 1 43 
strain SCII24 16S ribosomal RNA, partial sequence 


gi 


173828 Bacteria_16S 679960 680002 1 43 gi 


173828 Bacteria_16S 681480 681522 1 43 
strain NA 1 16S ribosomal RNA, partial sequence 


gi 


173828 Bacteria_16S 682885 682927 1 43 gi|265678594|ref|NR_028899.1 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisse 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
173828 Bacteria_16S 684316 684358 1 43 gi| 265678593 |ref|NR_028898.1 
strain CK74 16S ribosomal RNA, partial sequence 683287 68472 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 685852 685894 1 43 gi| 265678592 |ref|NR_028897.1 


indolicum strain In04 16S ribosomal RNA, partial sequence 
Bacteria; 
173828 Bacteria_16S 687418 687460 1 43 gi 
cetonica strain 480 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; 

173828 Bacteria_16S 688972 689014 1 43 gi 
Proteobacteria; 
698105 698147 1 


catecholicum Bacteria; 
173828 Bacteria_16S 
aurantiaca strain 
Bacteria; 
173828 Bacteria_16S 701062 701104 1 43 
strain TOD45 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
173828 Bacteria_16S 702549 702591 1 43 gi 
strain RSA19 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
173828 Bacteria_16S 705410 705452 1 43 gi 
lacustris strain 


43 gi 


gi 


Friedmanniella. 
173828 Bacteria_16S 708235 708277 1 43 
strain 216 16S ribosomal RNA, partial sequence 


gi 


Luteococcus. 
173828 Bacteria_16S 712838 712880 1 43 
strain gM-1 16S ribosomal RNA, partial sequence 


gi 


173828 Bacteria_16S 714397 714439 1 43 gi 
botniense strain E347 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 
173828 Bacteria_16S 719110 719152 1 

marismortui strain 123 16S ribosomal RNA, 
Bacteria; 
173828 Bacteria_16S 


43 gi 


720625 720667 1 43 gi 


Asticcacaulis. 

173828 Bacteria_16S 726883 726925 1 43 
strain 19glyl 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
173828 Bacteria_16S 728419 728461 1 43 gi 
sibirica strain Al2 16S ribosomal RNA, partial sequence 


gi 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 
265678561 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 
Planococcaceae; 
265678555 
complete sequence 737948 739471 Herbaspirillum lusitanum 


173828 Bacteria_16S 731366 731408 1 43 gi 
silvestris Bacteria; Firmicutes; Bacillales; 
173828 Bacteria_16S 739011 739053 1 


lusitanum strain P6-12 16S ribosomal RNA, 


43 gi 


265678600 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
265678599 
674316 675810 Dermatophilus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
265678597 
677507 678904 Ochrobactrum 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
265678596 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; 
265678595 
680477 68183 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
265678591 


Desulfobacterales; 
265678590 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 

Deltaproteobacteria; 
265678584 
CB-R 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae 
265678582 
699985 701422 Paenibacillus 


265678581 
701473 702909 Paenibacillus 


265678579 
EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedm 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678577 
707255 70861 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionib 


265678574 
711792 713308 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678573 


265678569 
complete sequence 718019 719581 Virgib 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

265678568 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; 


265678564 
725825 727319 Succinispira 
Succinispira. 
265678563 


ref|NR_028905.1 
Actinomycetace 
ref |NR_028904.1 
Dermatophilace 


ref|NR_028902.1 


ref |NR_028901.1 

678955 680426 
Rhizobiales; 
ref |NR_028900.1 


Neisseria. 


Brucellaceae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Dermatophilus chelonae 

chelonae Bacteria; 

ae; Dermatophilus. 

Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 
Ochrobactrum. 
Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Desulfobacterium 


684774 686292 Desulfobacterium indolicum 


Desulfobacterac 
ref|NR_028896.1 


eae; Desulfobacterium. 
Desulfosarcina 


686343 687857 Desulfosarcina cetonica 


Desulfobacterac 
ref |NR_028895.1 

687908 689408 
Desulfobacterales; De 
ref|NR_028889.1 


eae; Desulfosarcina. 
Desulfobacterium 
Desulfobacterium 

sulfobulbaceae. 
Brevundimonas 


Brevundimonas. 


697118 698533 Brevundimonas aurantiaca 
, 


ref |NR_028887.1 


ref|NR_028886.1 


ref|NR_028884.1 


Propionibacterineae; 


ref|NR_028882.1 


ref|NR_028879.1 
Mycobacteri 
ref|NR_028878.1 
713359 714869 Mycoba 
Corynebacterineae; M 


ref |NR_028873.1 


ref|NR_028872.1 
719632 721036 
Caulobacterales; Cau 


ref|NR_028868.1 


ref |NR_028867.1 
727370 728734 Thiorh 
Ectothiorhodospirace 
ref|NR_028865.1 
730321 731827 
Solibacillus. 


Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Friedmanniella 
anniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Virgibacillus 
acillus marismortui 


Asticcacaulis 
Asticcacaulis 


lobacteraceae; 


Succinispira mobilis 


mobilis Bacteria; 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 

Solibacillus 

Solibacillus 


ref|NR_028859.1 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum 


Herbaspirillum. 


173828 Bacteria_16S 740567 740609 1 43 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 

173828 Bacteria_16S 742056 742098 1 43 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

173828 Bacteria_16S 754744 754786 1 43 gi|265678543|ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
173828 Bacteria_16S 756306 756348 1 43 gi| 265678542 |ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

173828 Bacteria_16S 757858 757900 1 43 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
173828 Bacteria_16S 759359 759401 1 43 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

173828 Bacteria_16S 760913 760955 1 43 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
strain V33 16S ribosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

173828 Bacteria_16S 762332 762374 1 43 gi|265678538|ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

173828 Bacteria_16S 768447 768489 1 43 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

173828 Bacteria_16S 774642 774684 1 43 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
173828 Bacteria_16S 776262 776304 1 43 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

173828 Bacteria_16S 777768 777810 1 43 gi|265678528|ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

173828 Bacteria_16S 782400 782442 1 43 gi| 265678524 |ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

173828 Bacteria_16S 783963 784005 1 43 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

173828 Bacteria_16S 786968 787010 1 43 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

173828 Bacteria_16S 790014 790056 1 43 gi| 265678519 |ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

173828 Bacteria_16S 794581 794623 1 43 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
173828 Bacteria_16S 797685 797727 1 43 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

173828 Bacteria_16S 808500 808542 1 43 gi| 265678507 |ref|NR_028810.1]| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 811510 811552 1 43 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

173828 Bacteria_16S 813098 813140 1 43 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
173828 Bacteria_16S 817655 817697 1 43 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 


shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


tes; Clostridia; Halanaerobiales; 


Selenihala 


816581 817998 Selenihalanaerobacter shriftii 
Halobacteroidaceae; 


naerobacter. 


173828 Bacteria_16S 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; 


173828 Bacteria_16S 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


173828 Bacteria_16S 


34614 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


173828 Bacteria_16S 


haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 
haemoperoxidus Bacteria; 


173828 Bacteria_16S 


moraviensis strain 330 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
173828 Bacteria_16S 


subsp. pomaceae strain Barker I 16S ribosomal RNA, part 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; 


Zymomonas. 
173828 Bacteria_16S 


Sphingomonadaceae; 


823683 823725 1 43 


825223 825265 1 43 


826725 826767 1 43 


831412 831454 1 43 
Firmicutes; 
832963 833005 1 43 
Lactobacillales; 


834458 834500 1 43 


835960 836002 1 43 


Lactobacillales; 


gi 


gi 


gi 


Enterococcaceae; 


265678497 
sequence 


265678496 


824212 825662 Bosea 


265678495 


825713 827158 Bosea 


Burkhol 


ref 


ref 


ref 


822620 82416 
deri 


ves 


ene 


NR_028800.1 
ales; 


NR_028799.1 


NR_028798.1 
ae Bacteria; 


trisii Bacteria; 


Cupriavidus 


1 Cupriavidus 
Burkholderiaceae; Cupriavidus. 


Bosea vestrisii strain 
Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


gi| 265678492 |ref|NR_028795.1| Enterococcus 
830324 831835 Enterococcus 
Enterococcaceae; Enterococcus. 
gi| 265678491 |ref|NR_028794.1| Enterococcus 
831886 833394 Enterococcus moraviensis 
Enterococcus. 
gi|265678490|ref|NR_028793.1| Zymomonas mobilis 


gi 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, par 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 


265678489 


ial sequen 
Sp 


ref 


tial sequence 
roteobacteria; 


ce 833445 83489 
hing 


6 
omonadales; 


NR_028792.1 
834947 


Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


Sphingomonadales; 


173828 Bacteria_16S 837453 837495 1 43 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

173828 Bacteria_16S 838939 838981 1 43 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 


strain AC 615 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
173828 Bacteria_1 
strain U 16S ribo 


Bacillales; 


strain AMX51 16S 


radiotolerans Bac 
Kineosporiaceae; 


173828 Bacteria_16S 
conservatrix stra 
conservatrix Bacteria; 


Desulforegula. 


173828 Bacteria_16S 


ribosomal RNA, partial sequence 


6S 840522 840564 1 43 gi 
Geobacillus. 
6S 843482 843524 1 43 


ribosomal RNA, partial sequence 


gi 


6S 852447 852489 1 43 gi 


Kineococcus. 


853905 853947 1 43 gi 


Proteobacteria; 
855463 855505 1 


43 gi 


microaerophilum strain M 5 16S ribosomal RNA, partial s 
microaerophilum Bacteria; Actinobacteria; Actinobacteri 
Propionibacteriaceae; Propionibacterium. 


173828 Bacteria_16S 857037 857079 1 43 gi| 265678474 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Le 
173828 Bacteria_16S 861659 861701 1 43 gi| 265678471 
strain K24 16S ribosomal RNA, partial sequence 860647 86213 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
173828 Bacteria_16S 863209 863251 1 43 gi| 265678470 
strain W1219 16S ribosomal RNA, partial sequence 862181 86365 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
173828 Bacteria_16S 866234 866276 1 43 gi| 265678468 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Ca 
Sulfurospirillum. 

173828 Bacteria_16S 867793 867835 1 43 gi| 265678467 


strain CFBP 4188 
Proteobacteria; 


872306 872348 1 43 gi 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacte 


Gluconacetobacter. 
173828 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


173828 Bacteria_16S 


873856 873898 1 43 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


837961 83941 
Stre 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
173828 Bacteria_1 
radiotolerans strain SRS30216 16S ribosomal RNA, partia 


teria; Actinobacteria; Actinobacterida 


in Mb1Pa 16S ribosomal RNA, partial se 
Deltaproteobacte 


16S ribosomal RNA, partial sequence 866725 86827 
Gammaproteobacteria; Xanthomonadales; X 
173828 Bacteria_16S 


872811 87416 


265678486 


somal RNA, partial sequence 839468 840930 Geobacillus uzenensis 
Bacillaceae; 
173828 Bacteria_1 


265678484 


265678478 


265678477 
quence 
ria; Desul 


265678475 
equence 
dae; 


anthomonad 
265678464 
sequence 
ria; Rhodo 


265678463 


rkholderia 


875202 875244 1 43 gi 


ptosporangineae; 


rhizobiaceae; 


1 sequence 
e; Actinomycetales; 


Actinomycetales; 


7 Nonomuraea rubra Bacteria; 
Streptosporangiaceae; Nonomuraea. 
NR_028789.1| Geobacillus uzenensis 
Bacteria; Firmicutes; 


ref 


ref|NR_028787.1| Bosea minatitlanensis 
9 Bosea minatitlanensis Bacteria; 


Bosea. 
ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 


Kineosporiineae; 


ref|NR_028780.1] Desulforegula 
852834 854357 Desulforegula 
fobacterales; Desulfobacteraceae; 


Propionibacterium 
Propionibacterium 
Propionibacterineae; 


ref|NR_028778.1 
854408 855931 


ref |NR_028777.1 
855982 857475 
uconostoc. 
ref|NR_028774.1 
0 Amycolatopsis 


Leuconostoc 
Leuconostoc 


Amycolatopsis sacchari 
sacchari Bacteria; 


eae; Pseudonocardiaceae; Amycolatopsis. 

ref|NR_028773.1| Bulleidia extructa 

9 Bulleidia extructa Bacteria; 

eae; Bulleidia. 

ref|NR_028771.1| Sulfurospirillum 
865186 866674 Sulfurospirillum 


mpylobacterales; Campylobacteraceae; 

ref|NR_028770.1| Xanthomonas cynarae 

6 Xanthomonas cynarae Bacteria; 

aceae; Xanthomonas. 

ref|NR_028767.1| Gluconacetobacter 
871314 872760 Gluconacetobacter 

spirillales; Acetobacteraceae; 


ref|NR_028766.1| Cupriavidus necator 
6 Cupriavidus necator Bacteria; 
ceae; Cupriavidus. 


265678462 


subroseum strain CY-7113 16S ribosomal RNA, partial sequence 


ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 


subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; 


173828 Bacteria_ 


scopiformis strai 
Bacteria; Actinob 


Streptomyces. 
173828 Bacteria_ 


strain AS4.0578 1 


173828 Bacteria_ 


marinus subsp. pa 


173828 Bacteria_ 


strain NRRL B-161 
Bacteria; Actinob 


Lentzea. 
173828 Bacteria_ 


strain VKM Ac-179 
Bacteria; Actinob 


Rathayibacter. 
173828 Bacteria_ 


strain VKM Ac-180 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_ 
strain LMG 18819 
Proteobacteria; 


strain LMG 18106 
Proteobacteria; 


strain LMG 16407 
Proteobacteria; 


strain E6844 16S 
Firmicutes; 


koreensis strain 
Bacteria; 


sibiricum strain 


Bacteria; 


denitrificans Bac 
Thioalkalivibrio. 


173828 Bacteria_16S 
siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 
173828 Bacteria_16S 
singaporensis str 


singaporensis Bac 
Desulforhopalus. 


173828 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
173828 Bacteria_16S 
xylanovorans stra 


xylanovorans Bact 


173828 Bacteria_16S 


VKM Ac-1401 16S r 


Actinobacteria; Actinoba 
173828 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


173828 Bacteria_16S 


B 


B 


B 


Lacto 
173828 Bacteria_16S 
Y¥C300 16S ribosomal RNA, partial seque 
Firmicu Pae 
173828 Bacteria_16S 


Proteob 
173828 Bacteria_16S 
denitrificans str 


Streptosporangium. 


16S 876653 876695 1 43 gi 


16S 878157 878199 1 43 gi 


16S 879609 879651 1 43 gi 


Prochlorococcus. 
881164 881206 1 


e; 


168 43 gi 


16S 885751 885793 1 43 gi 


9 16S ribosomal RNA, partial sequence 


16S 887287 887329 1 43 gi 


4 16S ribosomal RNA, partial sequence 
16S 893290 893332 1 


43 gi 


894825 894867 1 43 gi 


896360 896402 1 43 gi 


897937 897979 1 43 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
899512 899554 1 


gi 


43 gi 


tes; Bacillales; Paenibacillaceae; 


901073 901115 1 43 gi 


902607 902649 1 43 gi 


teria; Proteobacteria; 


905677 905719 1 43 gi 


eria; Firmicutes; 


Yr. 


Clostridia; 


907216 907258 1 43 gi 


teria; Proteobacteria; 


908707 908749 1 43 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
910277 910319 1 43 gi 
in HESP 
eria; Firmicutes; Clostridia; 

911847 911889 1 43 
ibosomal RNA, partial sequence 


gi 


913367 913409 1 
train N 
acteria; 
ae; Lec 


43 gi 


hevalieria. 
914925 914967 1 


43 gi 


n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


storis strain PCC 9511 16S ribosomal R 
Prochlorococcus marinus subsp. pastoris Bacteria 
Prochlorococcacea 


37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 


ain ALJD 16S ribosomal RNA, partial se 


Gammaproteobact 


in SR4 16S ribosomal RNA, partial sequ 
Thermoan 


ain S'pore Tl 16S ribosomal RNA, parti 
Deltaproteobact 


1 16S ribosomal RNA, partial se 
Clostrid 


RRL B-3298 16S ribosomal RNA, p 
Actinobacteria; Actinobacteri 


265678461 
nce 
ales; 


265678460 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


265678459 


; 
265678458 
ales; 

265678454 
ales; 


265678453 


265678449 


16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Bu 
173828 Bacteria_16S 


265678448 


16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Bu 
173828 Bacteria_16S 


265678447 


16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Bu 
173828 Bacteria_16S 


265678446 


896853 89837 
Enterococ 


cus. 
265678445 
nce 89842 


265678444 
e 90001 
hales; 
265678443 
quence 
eria; 


265678441 
ence 90455 


265678440 
al sequenc 
eria; 


265678439 


907717 90916 


Erythrobac 
265678438 
quence 

iales; Clo 
265678437 


910794 91228 
cteridae; Actinomycetales; Micr 


265678436 


dae; Actin 


265678435 


87568 
Stre 


donocardin 


NA, partia 


88012 
Pseu 


88470 
Micr 


88624 
ococcineae 


rkholderia 


rkholderia 


rkholderia 


nibacillus 


Pis 


Chro: 


aerobacter 


Desu 


artial seq 


ref |NR_028764.1 
6 877087 Strep 
ptomycineae; St 
ref |NR_028763.1 
Actinosynn 


NR_028762.1 
quence 


eae; 
ref 
1 se 


ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 


ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref|NR_028751.1 
; Pandoraea 
NR_028750.1 


ceae 
ref 


; Pandoraea 
NR_028749.1 


ceae 
ref 


ceae; Pandoraea 
ref|NR_028748.1 
6 Enterococcus 


ref|NR_028747.1 
7 899962 Paenib 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 


ref|NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


’ 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref|NR_028739.1 


crobacteriac 
NR_028738.1 
e 912332 
etales; Pseu 


7 Mi 
ref 
uenc 
omyc 


t 
xr 


Streptosporangineae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
e 


mataceae; Lentzea. 
Prochlorococcus 
878614 880078 


Cyanobacteria; Prochlorales; 


Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Enterococcus avium 


avium Bacteria; 


Paenibacillus 
acillus koreensis 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


’ 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Clostridium 
Clostridium 

stridium. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 
ococcineae; 


eae; Leifsonia. 
Lechevalieria 
913840 Lechevalieria 
donocardineae; 


ref |NR_028737.1 


pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 


Actinosynnema 
913891 915394 


173828 Bacteria_16S 


916521 916563 1 


intermedius strain 1877 16S ribosomal RNA, partial sequence 91544 


Bacteria; Firmicutes; 
173828 Bacteria_16S 


Lactobacillales; 
918077 918119 1 


strain IEGM 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


173828 Bacteria_16S 


919642 919684 1 


strain 213E 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


173828 Bacteria_16S 
strain LSv21 16S 
Proteobacteria; 

173828 Bacteria_16S 
oceanense strain 
Bacteria; 
173828 Bacteria_16S 


algidixylanolyticum strain SPL73 16S ribosomal RNA, par 
algidixylanolyticum Bacteria; 


173828 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
173828 Bacteria_16S 
strain IMI 359870 
Proteobacteria; 
173828 Bacteria_16S 
strain 2 16S ribo 
Proteobacteria; 
173828 Bacteria_16S 


pseudoflava strain GA3 16S ribosomal RNA, partial sequence 


Bacteria; 
173828 Bacteria_16S 


taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 
taeniospiralis Bacteria; 


Hydrogenophaga. 
173828 Bacteria_16S 


922762 922804 1 


924333 924375 1 


931938 931980 1 


933522 933564 1 


HO 66 16S ribosomal RNA, 
Firmicutes; 


942780 942822 1 


944343 944385 1 


945906 945948 1 


947466 947508 1 


949032 949074 1 


Proteobacteria; 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


strain PHL 16S ribosomal RNA, partial sequence 


Proteobacteria; 
173828 Bacteria_16S 


950593 950635 1 


Betaproteobacteria; Burkholderiales; 


strain 133 16S ribosomal RNA, partial sequence 


Proteobacteria; 
173828 Bacteria_16S 


952152 952194 1 


Betaproteobacteria; Burkholderiales; 


strain 146 16S ribosomal RNA, partial sequence 


Proteobacteria; 
173828 Bacteria_16S 


953703 953745 1 


Betaproteobacteria; Burkholderiales; 


16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


psychrophila strain CA 1 16S ribosomal RNA, partial sequence 


psychrophila Bacteria; 
Simplicispira. 
173828 Bacteria_16S 
strain LMG 4393 1 
Proteobacteria; 
173828 Bacteria_16S 


salicylatoxidans strain BN12 16S ribosomal RNA, partial 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; 


Pseudaminobacter. 
173828 Bacteria_16S 


selenitireducens strain MLS10 16S ribosomal RNA, partia 
selenitireducens Bacteria; 


173828 Bacteria_16S 


Proteobacteria; 


955263 955305 1 


956756 956798 1 


959877 959919 3 


Firmicutes; 
962959 963001 1 


45 


Bacillales; 
43 


gi 


Baci 


gi 


265678405 
1 sequence 
llaceae; B 
265678403 


pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
pseudoavium Bacteria; Firmicutes; Lactobacillales; 


173828 Bacteria_16S 


964428 964470 1 


43 


strain Y9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


173828 Bacteria_16S 


969019 969061 1 


43 


Enterococcacea 


gi 


265678402 


963457 96488 
Corynebacterin 


gi 


265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 


173828 Bacteria_16S 


strain FC 097-2 16S ribosomal RNA, 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 


173828 Bacteria_16S 


Sapovorans strain OM 16S ribosomal RNA, complete sequence 
Clostridiales; 


Bacteria; Firmicutes; 


985815 985857 1 


993691 993733 1 


Clostridia; 


43 


43 


gi 


gi 


Actino: 


265678387 


complete sequence 984769 98628 


265678382 


Rhizobiales; 


Phyl 


ref|NR_028707.1 

958824 960272 
acillus. 
ref|NR_028705.1 
961894 963406 
Enterococcus. 
NR_028704.1 


e; 
ref 


eae; Nocardiacea 
ref |NR_028700.1 

967981 969477 
mycetales; Strep 


ref |NR_028689.1 
5 Acholeplasma 
eplasma. 


43 gi|265678434|ref|NR_028736.1| Streptococcus 
5 916988 Streptococcus intermedius 
Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
43 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
917039 918551 Gordonia amicalis Bacteria; 
Corynebacterineae; Gordoniaceae; Gordonia. 
43 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
918602 920113 Gordonia desulfuricans Bacteria; 
Corynebacterineae; Gordoniaceae; Gordonia. 
43 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
921679 923198 Desulfofrigus fragile Bacteria; 
Desulfobacteraceae; Desulfofrigus. 
43 gi|265678429|ref|NR_028731.1| Desulfofrigus 
ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Desulfobacteraceae; Desulfofrigus. 
43 gi|265678424|ref|NR_028726.1| Clostridium 
tial sequence 930884 932385 Clostridium 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
43 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
complete sequence 932436 934005 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
43 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
941714 943232 Comamonas terrigena Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
43 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
somal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
43 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
944846 946358 Hydrogenophaga pseudoflava 
Comamonadaceae; Hydrogenophaga. 
43 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
946409 947922 Hydrogenophaga 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
43 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
947973 949484 Acidovorax temperans Bacteria; 
Comamonadaceae; Acidovorax. 
43 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
949535 951049 Acidovorax delafieldii Bacteria; 
Comamonadaceae; Acidovorax. 
43 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
951100 952594 Curvibacter delicatus Bacteria; 
Comamonadaceae; Curvibacter. 
43 gi|265678410|ref|NR_028712.1| Simplicispira 
952645 954156 Simplicispira 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
43 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
6S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 
43 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
sequence 955748 957207 Pseudaminobacter 


lobacteriaceae; 


Bacillus 
Bacillus 


Enterococcus 
Enterococcus 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Kitasatospora 
Kitasatospora 
tomycineae; 


Acholeplasma vituli 


vituli Bacteria; 


ref|NR_028684.1 


Syntrophomo 


Syntrophomonas 


992614 994134 Syntrophomonas sapovorans 
Syntrophomonadaceae; 


nas. 


173828 Bacteria_ 
hydrogenoformans 
hydrogenoformans 


Sedis; Acidaminob 


173828 Bacteria_ 
strain B1333 16S 
Firmicutes; 
173828 Bacteria_ 


kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 
Proteob 


Bacteria; 
173828 Bacteria_ 
chilensis strain 
Bacteria; 
173828 Bacteria_ 
strain JB-A2 16S 
Proteobacteria; 


173828 Bacteria_16S 
strain S5b2 16S r 


Proteobacteria; 


173828 Bacteria_16S 


strain 1480D 16S 
Firmicutes; 


Firmicutes; 


Proteobacteria; 


173828 Bacteria_16S 
199/55 16S ribosomal RNA, 
Gammaproteobacter 
173828 Bacteria_16S 


strain Ne 11 16S 
Proteobacteria; 


173828 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


173828 Bacteria_16S 


succinus subsp. 


Lactobacillales; 


Proteob 


Bacil 
173828 Bacteria_16S 
strain T7 16S ribosomal RNA, partial sequence 
Bacil 
173828 Bacteria_16S 
strain GPll 16S r 


Carnobacteriaceae; 


16S 998345 998387 1 43 


gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1008872 1008914 1 43 gi 


Granulicatella. 
265678379 


1006359 10077 


265678372 
1007814 10092 


lales; Bacillaceae; Bacillus. 
1013428 1013470 1 43 gi|265678369|ref|NR_028671.1 
ibosomal RNA, partial sequence 1012401 10138 


ref|NR_028681.1 


99729 


acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
16S 1001377 1001419 1 43 gi| 265678377 |ref|NR_028679.1 
ribosomal RNA, partial sequence 1000320 10017 


ref |NR_028674.1 


1 998749 Thiomi 


16S 995217 995259 1 43 gi| 265678381 |ref|NR_028683.1| Acidaminobacter 

strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
acter. 

16S 996777 996819 1 43 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 


Thiomicrospira 
crospira kuenenii 


acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
16S 999857 999899 1 43 gi|265678378|ref|NR_028680.1| Thiomicrospira 
Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 


Thiomicrospira. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
1002902 1002944 1 43 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
ibosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 
1007412 1007454 1 43 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
1014924 1014966 1 43 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 
1016420 1016462 1 43 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 
ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
1017917 1017959 1 43 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 
1019464 1019506 1 43 gi|265678365|ref|NR_028667.1| Staphylococcus 
succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 


173828 Bacteria_16S 
strain SK3 16S ribosomal RNA, 


Firmicutes; 


173828 Bacteria_16S 


strain SH22623 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
173828 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


173828 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


173828 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


173828 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


173828 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


173828 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


173828 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


1021060 1021102 1 43 gi|265678364|ref|NR_028666.1 
complete sequence 1019984 1021495 Streptococcus 
Lactobacillales; Streptococcaceae; Streptococcus. 
1025633 1025675 1 43 gi|265678361|ref|NR_028663.1 
S ribosomal RNA, partial sequence 1024681 10260 


1027165 1027207 1 43 gi 


ria; Proteobacteria; Deltaproteobacter 


1030165 1030207 1 43 gi 
acteria; Gammaproteobacteria; Thiotric 
1031668 10317101 43 gi 


ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1033251 1033293 1 43 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; 
1034811 1034853 1 43 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; 
1036307 1036349 1 43 
bosomal RNA, partial sequence 


gi 


etaproteobacteria; Burkholderiales; Co: 


173828 Bacteria_16S 


1039356 1039398 1 43 gi 


biaceae; 
265678360 
n ASRB2 16S ribosomal RNA, partial sequence 

ia; 


265678358 
n I78 16S ribosomal RNA, partial sequence 
hales; 
265678357 
n TT1-11 16S ribosomal RNA, partial sequence 

Actinomyc 


265678356 
sequence 
Lactobacillace 

265678355 


Paenibacillaceae; Aneurinibacil 
265678354 
1035238 10367 


etaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspiri 
1037847 1037889 1 43 gi|265678353|ref|NR_028655.1 
bosomal RNA, partial sequence 1036784 10382 


mamonadace 
265678352 


Rhizobium/Agrobac 
ref |NR_028662.1 

1026088 102759 
Syntrophobacterales; S 


ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref |NR_028659.1 
1030633 103211 
etales; Micromon 


10291 
Pis 


ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref |NR_028656.1 


10337 


ae; Curvibacter 


Streptococcus gordonii 
gordonii Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Thiomicrospira 

crospira thermophila 

; Thiomicrospira. 
Micromonospora 

4 Micromonospora 

osporineae; 


Lactobacillus 

0 Lactobacillus 

Ss. 

Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


ref |NR_028654.1 


Nocardia arthritidis 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


173828 Bacteria_16S 


strain IFM 0784 1 


strain IFM 0575 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
173828 Bacteria_16S 1043963 1044005 1 43 gi| 265678349 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
173828 Bacteria_16S 1045519 1045561 1 43 gi| 265678348 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 10459 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
173828 Bacteria_16S 1048588 1048630 1 43 gi| 265678346 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 10490 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
Micromonospora. 

173828 Bacteria_16S 1053095 10531371 43 gi| 265678342 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
173828 Bacteria_16S 1054602 1054644 1 43 gi| 265678341 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


173828 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


173828 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


173828 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


173828 Bacteria_16S 


strain W1-2B 16S 
Proteobacteria; A 


173828 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


173828 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


173828 Bacteria_16S 


strain YLM-32 16S 
Actinobacteria; A 


173828 Bacteria_16S 


strain DAPP-PG 22 
Proteobacteria; A 


173828 Bacteria_16S 


strain NAFOO1 16S 


Firmicutes; Bacil 


173828 Bacteria_16S 


strain YIT 0455 1 


Firmicutes; Lacto 


173828 Bacteria_16S 


Alphaproteobacter 


173828 Bacteria_16S 


Actinobacteria; A 


173828 Bacteria_16S 


1139 16S ribosoma 


Bacillales; Bacil 


173828 Bacteria_16S 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


173828 Bacteria_16S 


strain M 6 A9 16S 


Firmicutes; Lacto 


1040865 1040907 1 43 gi 


1042403 1042445 1 43 gi 


173828 Bacteria_16S 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
173828 Bacteria_16S 
6S ribosomal RNA, partial sequence 1041385 10428 


in OK10 16S ribosomal RNA, partial seq 


265678351 


nebacterin 
265678350 


uence 


ref |NR_028653.1 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028648.1 


eae; 
ref 


neae; Micromono 


Hi s 


ref|NR_028644.1 
eae; Nocardiacea 
ref |NR_028643.1 

1053566 105500 


Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Sulfurimonas 
2 Sulfurimonas 


eria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
1056115 1056157 1 43 gi|265678340|ref|NR_028642.1| Paraliobacillus 
n 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 
1063753 1063795 1 43 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
n TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
ria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
1068216 1068258 1 43 gi|265678332|ref|NR_028634.1| Sphingomonas 
Al-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 
acteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
1069715 1069757 1 43 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
lphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 
1071209 1071251 1 43 gi|265678330|ref|NR_028632.1| Tistrella mobilis 
16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
lphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 
1074125 1074167 1 43 gi|265678328|ref|NR_028630.1| Novosphingobium 
ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosphingobium tardaugens 
acteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
1077015 1077057 1 43 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 
1078519 1078561 1 43 gi|265678324|ref|NR_028626.1| Sphingomonas melonis 
4 16S ribosomal RNA, partial sequence 1077529 1078967 Sphingomonas melonis Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
1081532 1081574 1 43 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
lales; Bacillaceae; Bacillus. 
1083059 1083101 1 43 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
6S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 
1084496 1084538 1 43 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
ia; Sphingomonadales; Sphingomonadaceae; Sphingobium. 
1086026 1086068 1 43 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
ctinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
1087606 1087648 1 43 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
laceae; Bacillus. 
1090691 1090733 1 43 gi|265678316|ref|NR_028618.1| Nonomuraea 
ain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Nonomuraea. 
1092254 1092296 1 43 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 
1098151 1098193 1 43 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae 


Streptomyces. 


v 


173828 Bacteria_16S 
in IFO 16266 16S ribosomal RNA, partia 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; 
eae; 
173828 Bacteria_16S 


macrocephala stra 
Streptosporangiac 


strain TO-931 16S 
Firmicutes; Clost 


strain D2-18 16S 
Firmicutes; Clost 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


173828 Bacteria_16S 


strain DF-32 16S 


Microbispora. 


173828 Bacteria_16S 
76 16S 
Bacteria; Actinobacteria; 


halophilum strain 


Microbacterium. 


173828 Bacteria_16S 


strain I-132 16S 


strain I-273 16S 


strain Kx146A4 16 
Firmicutes; 


pametensis strain 
pametensis Bacter 
Helicobacter. 


173828 Bacteria_16S 


strain R 16S ribo 


fever group. 


173828 Bacteria_16S 


strain ES10.1 16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


173828 Bacteria_16S 
CECT 59 


sphenisci strain 
sphenisci Bacteria; 
Corynebacteriaceae; 


173828 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


173828 Bacteria_16S 
in C6-1 
phragmitetus Bacteria; 


phragmitetus stra 


Pannonibacter. 


173828 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; 


strain IMMIB R-14 


riboso 
ridia; 
173828 Bacteria_16S 
strain 14 16S ribosomal 
Actinobacteria; Actinoba 
173828 Bacteria_16S 
ribosomal RNA, 
ridia; 
173828 Bacteria_16S 
16S ribosomal 
acteria; 


ribosomal RNA, 
Actinobacteria; Actinoba 


ribosomal RNA, 
Actinobacteria; Actinoba 
173828 Bacteria_16S 
ribosomal RNA, 
Actinobacteria; Actinoba 
173828 Bacteria_16S 
S ribos 
Lactobacilla 
173828 Bacteria_16S 
BIA Se 
ia; 


somal R 
Proteobacteria; Alphaproteobacteria; 


riboso 
Actinobacteria; Actinoba 
173828 Bacteria_16S 
CF63 16 
acteria; 


omal RN 
Actino: 
173828 Bacteria_16S 
ain W-5 
teria; 


ibosoma 
Betaproteobacteria; 
173828 Bacteria_16S 
34 16S 

Actinobacteria; Actinoba 
173828 Bacteria_16S 


1099660 1099702 1 
Acrocarpospora. 

1101130 1101172 1 
Clostridiales; 
1102632 1102674 1 
1104195 1104237 1 


Clostridiales; 
1107228 11072701 


1108779 1108821 1 


1113332 11133741 


1114872 11149141 


1116398 1116440 1 


1124038 1124080 1 


les; 
1128463 1128505 1 


1129972 1130014 1 


1131469 11315111 


1133000 1133042 1 


1134481 1134523 1 


mal RNA, partial sequence 
RNA, partial sequence 
cteridae; Actinomycetales; Micr 


partial sequence 


partial sequence 
cteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


omal RNA, partial sequence 
Lactobacillaceae; 


mal RNA, partial sequence 
cteridae; Actinomycetales; 


43 gi 


43 gi 
Clostridiaceae; 


43 gi 


43 gi 


Actinobacteridae; Actinomycet 


ribosomal RNA, partial sequenc 


43 gi 


43 gi 


ymour 16S ribosomal RNA, partia 
Proteobacteria; Epsilonproteobacte 


43 gi 


43 gi 


43 gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycet 


43 gi 


90 16S ribosomal RNA, partial s 


Kine 


Ric 


Stre 


265678310 


265678309 


1100149 11015 
Clostridium. 


265678308 


1101592 11031 


265678306 


1103152 11046 


1115364 11168 
osporiineae; 


224581425 


1122944 11244 
Lactobac 


illus. 
253680771 


ria; 


253680770 


NA, partial sequence 1128958 1130397 Rickettsi 
Rickettsiales; 


253680769 


1130448 11319 
ptosporang 


253680768 
11319 
ales; 


253680767 
equence 


Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 
1139065 1139107 1 


1142089 11421311 


1143610 1143652 1 
P 


1146652 1146694 1 
1 RNA, partial 


1148135 1148177 1 


1155664 1155706 1 


Burkholderiales; 


43 gi 


43 gi 


43 


gi 


43 
sequence 


gi 


43 gi 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


43 gi 


Ox 


253680764 


A, complete sequence 1138010 1139535 Leifs 
mycetales; Micrococcineae; Microbacteriac 


253680762 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Sphi 


253680761 


9 16S ribosomal RNA, partial sequence 
roteobacteria; Alphaproteobacte 


ria; 


253680759 


1145612 11470 
alobacteraceae 


253680758 
11471 


253680753 


1 sequence 
Actinomyceta 


1 sequence 
Campy 


kettsiaceae; 


ref 


ref 


Mi 
ref 


K 
ref 


ref 
i 
loba 


ref 


R 


ref 


inea 
ref 


ref 
A 
ales 


ref 
onia 
eae; 
ref 
BF 
ngom 


ref 


1 


ref 


ref 


1098650 11000 


21 Mogibacterium 


63 Lactobacillus 


127427 11 


04 Nocardiopsis 


55 1133449 Brevib 
Micrococ 


133500 11 


141076 11425 


142608 11440 
Rhodobact 


15 1148603 Nocard 


NR_028612.1 
9 


les; Strepto 


NR_028611.1 


NR_028610.1 


crobacteriac 
NR_028608.1 


ineosporiace 
NR_027206.1 


NR_028019.1 
2890 
cterales; He 


NR_028018.1 


a rickettsii 
ickettsieae; 


NR_028017.1 


e; Nocardiop 
NR_028016.1 


cineae; Brev 
NR_028015.1 
3488 
7 Corynebact 


NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_028010.1 
5 
p 


onadales; S 
NR_028009.1 
8 


erales; Rhod 


NR_028007.1 


; Collimonas 
NR_028006.1 


Nocardiacea 


ref 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
ococcineae; 


eae; Agromyces. 
Mogibacterium pumilum 
pumilum Bacteria; 


Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
43 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
ales; Streptosporangineae; Streptosporangiaceae; 
43 gi|265678303|ref|NR_028605.1| Microbispora corallina 
1107766 1109207 Microbispora corallina Bacteria; 
Streptosporangineae; Streptosporangiaceae; 
43 gi|265678300|ref|NR_028601.1| Microbacterium 
e 1112307 1113789 Microbacterium halophilum 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
43 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
1113840 1115313 Kineosporia rhamnosa Bacteria; 
Kineosporiineae; Kineosporiaceae; Kineosporia. 
43 gi|265678298|ref|NR_028599.1| Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Lactobacillus antri 
antri Bacteria; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 


Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Brevibacterium 

acterium sanguinis 

ibacteriaceae; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 


NR_028001.1 


Oceanobacillus 


iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 


Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Oceanobacillus. 


173828 Bacteria_ 


acetoxidans DSM 7 


DSM 771 Bacteria; 
173828 Bacteria_ 
multipartita DSM 


44233 Bacteria; Actinoba 


Nakamurella. 
173828 Bacteria_ 


DSM 9946 16S ribo 
Deinococcus-Thermus; 


173828 Bacteria_ 
DSM 


173828 Bacteria_ 
DSM 
Bacteria; 
173828 Bacteria_ 
DSM 
Bacteria; 
173828 Bacteria_ 
col 
Proteobacteria; 
173828 Bacteria_ 


stercorihominis D 
stercorihominis D 
173828 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; 


Proteobacteria; 


TTB310 Bacteria; 


173828 Bacteria_16S 


strain Cal06 16S 


strain CCUG 33897 


Bacteria; Actinob 


Luteococcus. 


173828 Bacteria_16S 


strain Se-3111 16 


strain AM1114 16S 
Firmicutes; Clost 


173828 Bacteria_16S 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


173828 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


173828 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


173828 Bacteria_16S 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


173828 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


173828 Bacteria_16S 


temperatum strain 
temperatum Bacter 


1552 16S ribo 
Firmicutes; Erysi 


16795 16S rib 
Firmicu 


12563 16S rib 
Spiroch 


16S ribosomal 
B 


F 
173828 Bacteria_16S 
13501 16S ribosomal RNA, 
B 
173828 Bacteria_16S 
tataouinensis TTB 


16S 1160217 1160263 1 
71 16S 


47 gi 
ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
16S 1161752 11617941 43 gi 
44233 16S ribosomal RNA, partial seque 
cteria; Actinobacteridae; Actin 


’ 


16S 1163251 1163293 1 
somal R 
Deinococci; Thermales; 
1166339 1166381 1 
somal R 
pelotri 
16S 


43 gi 
Thermaceae; 
16S 43 gi 
chi; Erysipelotrichales; Erysi 
1176958 1177000 1 43 
osomal RNA, partial sequence 

tes; Clostridia; Clostridiales; 
16S 1178436 1178478 1 43 
osomal RNA, partial sequence 

aetes; Spirochaetales; Brachyspiracea 
16S 1179962 1180004 1 43 gi 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
16S 1182988 1183030 1 43 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1184482 1184524 1 43 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
1193517 1193559 1 43 gi 
complete sequence 
eobacteria; Burkholderiales; Al 
1198179 1198221 1 43 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1217712 1217754 1 43 gi 
ribosomal RNA, partial sequence 


Pp 


Clost 


etaprot 


e 


oc 
1219146 1219188 1 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
1222184 1222226 1 43 

S ribosomal RNA, partial sequence 


gi 


oc 
1223711 1223753 1 43 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1226732 1226774 1 43 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 
Ca 


ce 
al 


1232841 1232883 1 43 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1234363 1234405 1 43 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

1235876 1235918 1 43 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

1241989 1242031 1 43 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1243438 1243480 1 43 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 


qu 
ct 


ia 
ae 


v 
ar 


ri 


1 
ge 


qu 
a; 


173828 Bacteria_16S 


strain CDC 941078 


Mycobacterium. 


228721485 

11591 
Peptococ 
228721225 
11607 
omycetales 


nce 


228720981 
NA, partial sequence 1162257 1163688 Meiot 


228718030 


1178919 1180416 
itros 
228717350 
quenc 
dia; 


1192457 1193978 
calig 
228715504 


rkholderia 
219878473 
1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_16S 219878368 


219878356 
1221167 12226 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_16S 219878346 


1222664 12241 


219878300 


219878271 


219878266 


219878254 


219878120 


219878114 


Meiothermus. 
228720470 
NA, partial sequence 1165300 1166687 Clost 
elotrichac 


11773 
eae; 


11788 


e 


11834 
ococc 


11971 


occineae 


12181 


es; Prop 


occineae 


minicell 


12257 


es; Micr 


ence 
eria; Rh 
1 sequen 
Actino: 


v 


tial seq 
dae; Act 


sequence 
notherma 


ence 
Rhizobi 


1250921 1250963 1 43 gi 
16S ribosomal RNA, partial sequence 


219857412 


chysp 
228717704 
Nitro 
omona 


Clost 
228717037 
ce 

Rumin 
228715722 
Borde 
enace 


ref|NR_027608.1 
66 1160688 Desul 
caceae; Desulfo 
ref|NR_027604.1 


, 


Frankineae; N 
ref |NR_027600.1 
hermus silvanus 


ref 
ridi 
eae. 
ref 


NR_027592.1 
um spirofor 


NR_027573.1 


tridium. 
NR_027570.1 


Clos 
ref 


ira. 

ref 
somo 
dace 
ref 


NR_027566.1 
nas eutroph 
ae; Nitroso 
NR_027562.1 
181973 118343 
ridiales; Eubac 
ref|NR_027558.1 
85 1184849 Anaer 
aceae; Anaerotr 
ref |NR_027537.1 
tella hinzii LM 
ae; Bordetella. 
ref|NR_027534.1 
31 1198567 Ramlib 
les; Comamonadac 
ref|NR_025612.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


R 


ref|NR_025495.1 


; Be 
ref 


utenbergiace 
NR_025485.1 


a. 
ref |NR_025439.1 
22 1227193 Isopte 
ococcineae; Pro 


ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref|NR_025405.1 
ce 1233340 123481 
mycetales; Micro 


ref |NR_025393.1 
uence 123486 
inomycetales; Co 


ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref |NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_025000.1 


£ 
Le 


39 1162206 Nakamu 
a 


a 


monas . 


t 


Oo 
u 


G 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Clostridium spiroforme 


me DSM 1552 Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Nitrosomonas eutropha 
C91 Bacteria; 


Anaerofustis 

4 Anaerofustis 
eriaceae; Anaerofustis. 
Anaerotruncus 

truncus colihominis DSM 
ncus. 

Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Arthrobacter bergerei 


bergerei Bacteria; 


’ 


Arthrobacter. 
Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Isoptericola 
ricola variabilis 


micromonosporaceae H 


Bartonella 

9 Bartonella 
nellaceae; Bartonella. 
Microbacterium 

7 Microbacterium 
coccineae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Sulfurihydrogenibium 

1 Sulfurihydrogenibium 
rogenibium. 
Mesorhizobium 

4 Mesorhizobium 
eriaceae; Mesorhizobium. 


Mycobacterium kubicae 


1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


173828 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


173828 Bacteria_16S 
16S ribosomal RNA, partial sequence 1255896 12573 
Cory 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


173828 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


173828 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


173828 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


173828 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


173828 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


173828 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


173828 Bacteria_16S 


Mi268 16S ribosom 
Lactobacillales; 


173828 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


173828 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


173828 Bacteria_16S 


strain NCIMB 7030 
Actinobacteria; A 


173828 Bacteria_16S 


strain LM 161 16S 
Actinobacteria; A 


173828 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


173828 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


173828 Bacteria_16S 


subsp. ureaphilum 
facile subsp. ure 
Hyphomicrobium. 


173828 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


173828 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


173828 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


173828 Bacteria_16S 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
173828 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


bosomal 


ealyticus Bacteria; Firmicutes; Bacill 


1255398 1255440 1 43 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 

1256914 1256956 1 43 gi 


acteria; Actinobacteridae; Actinomycet 


1261422 1261464 1 43 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1267490 1267532 1 43 

S ribosomal RNA, partial sequence 


v 


gi 


Weissella. 

1294538 1294580 1 43 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 
1297447 1297489 1 43 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1298948 1298990 1 43 gi 
55 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1300401 1300443 1 43 gi 
ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Prop 
1308083 1308125 1 43 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1309580 1309622 1 43 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


1311053 1311095 1 43 gi 
strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


1312590 1312632 1 43 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 
1315720 1315762 1 43 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1317265 1317307 1 43 gi 
RNA, partial sequence 
Actinobacteridae; Actinomycet 
1318833 1318875 1 43 gi 
coagulans strain GA 211 16S ribosomal 


acteria; 


1320375 1320417 1 43 gi 
s strain MAW 8436 16S ribosomal RNA, p 


173828 Bacteria_16S 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 
Bacillales; 


carnosus subsp. c 


se 
11 


al 


nc 
Ac 


1266430 12679 


lococcus. 


1296399 12978 


ococcineae 


1299363 13008 
ionibacter 


moviol 
eptomy 


rtial 
roteob 


228721487 
aprote 
228721465 
eria; 


228716557 
1 sequence 
laceae; 
228715851 
1316224 13177 
ales; 
228715349 


228715347 
artial seq 
ales; 


1321917 1321959 1 43 gi 


arnosus Bacteria; Firmicutes; 


228715346 


219857194 
quence 
aceae; 
219857144 


es; 


219846707 
e 12603 


219846423 


228715348 
sequence 


219857534 


219846893 
12979 


219846779 


228721493 
16S ribos 
aceu 
ceta 
228721488 
sequ 
acte 


als 
obac 


parti 


sequence 
Xant 


Ba 


Micr 


RNA, part 


Stap 


B 


tinomyce 


ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_024772.1 
nebacterineae; 
ref |NR_026299.1 
97 1261800 Brevi 
tales; Micrococ 


ref|NR_026014.1 


ref|NR_027520.1 
1293463 129495 


ref |NR_025122.1 


ref |NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref |NR_026371.1 


inea 
ref 


e; Nocardioi 
NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
ceae; Streptomyc 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_027552. 
1314657 13161 
cillus. 

ref|NR_027540.1 


7 


ococ 
ref 
ial 


cineae; Trop 
NR_027521.1 
sequence 


ref 
uenc 
hylo 


NR_027519.1 
e 131930 
coccus. 


Staphy 


b 
c 


Brevibacillus 
5 Brevibacillus 


Corynebacterium 


49 Corynebacterium efficiens YS-314 
c 


orynebacteriaceae; 
Brevibacterium 
acterium mcbrellneri 


ineae; 


Massilia timonae 


23 Massilia timonae Bacteria; 


etaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

1280841 1280883 1 43 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
osomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

1283840 1283882 1 43 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1285386 1285428 1 43 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
ain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 

1286943 1286985 1 43 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
in YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 

1288538 1288580 1 43 gi|219846052|ref|NR_025642.1| Weissella soli strain 
al RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 


Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Streptomyces 
1 sequence 
nobacteria; 
es. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 


; Hyphomicrobiaceae; 


1307063 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


thomonadaceae; 


Bacillus subtilis 
3 Bacillus subtilis 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 

Staphylococcus 

1317758 1319249 
Staphylococcus. 
Staphylococcus capitis 
0 1320791 Staphylococcus 


ref|NR_027518.1 
132084 


lococcus. 


Staphylococcus 
2 1322334 Staphylococcus 


173828 Bacteria_16S 1326504 1326546 1 43 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

173828 Bacteria_16S 1328071 1328113 1 43 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 1334186 1334228 1 43 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

173828 Bacteria_16S 1340170 1340212 1 43 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

173828 Bacteria_16S 1344886 1344928 1 43 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 

173828 Bacteria_16S 1346414 1346456 1 43 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

173828 Bacteria_16S 1349486 1349528 1 43 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

173828 Bacteria_16S 1351015 1351057 1 43 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
173828 Bacteria_16S 1353945 1353987 1 43 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

173828 Bacteria_16S 1357020 1357062 1 43 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 1359965 1360007 1 43 gi|228720024|ref|NR_027587.1| Burkholderia 
thailandensis strain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 


thailandensis E26 
Burkholderia; pse 


173828 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


173828 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


173828 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


173828 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


173828 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


173828 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


173828 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


173828 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


173828 Bacteria_16S 


RW1 16S ribosomal 
Proteobacteria; A 


4 Bacteria; Proteobacteria; 
udomallei group. 

1373605 1373647 1 43 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1376698 1376740 1 43 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1381106 1381148 1 43 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1387191 1387233 1 43 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388706 1388748 1 43 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1391548 13915901 43 gi 
503 16S ribosomal RNA, partial sequenc 
; Proteobacteria; Alphaproteobacteria; 
1397584 1397626 1 43 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


Betaproteo 


gi 


’ 


1399108 1399150 1 43 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1400593 1400635 1 43 gi 
RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


173828 Bacteria_16S 


cynodontis JCM 97 


1402133 14021751 43 gi 
33 16S ribosomal RNA, partial sequence 


1372563 


1386182 


1387667 


1399580 1401060 


bacteria; 


228717983 
13740 
rkholderia 
228717818 
ce 13756 
olderiales 
228717274 
ce 13801 
les; Beije 
228716754 
13876 
riales; Bu 
228716720 
13891 
rkholderia 
228716336 
e 13905 
Parvularc 
228715764 
uence 
bacteria; 
228715357 
nce 13980 
nadaceae; 
228715353 
Sphin 
Sphingomon 
228715351 
14011 


Burkholderiales; Burkholderiaceae; 
ref|NR_027569.1| Burkholderia unamae 
50 Burkholderia unamae MTI-641 Bacteria; 
ceae; Burkholderia. 
ref|NR_027567.1] Polaromonas 
65 1377116 Polaromonas naphthalenivorans 
; Comamonadaceae; Polaromonas. 
ref|NR_027561.1] Methylocella 
15 1381523 Methylocella silvestris BL2 
rinckiaceae; Methylocella. 
ref|NR_027555.1| Burkholderia phymatum 
16 Burkholderia phymatum STM815 
rkholderiaceae; Burkholderia. 
ref|NR_027554.1| Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 
ref|NR_027550.1] Parvularcula 
41 1391995 Parvularcula bermudensis 
ulales; Parvularculaceae; Parvularcula. 
ref|NR_027539.1| Methylobacterium 
1396599 1398033 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 


v 


ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingomonas. 

ref|NR_027523.1| Leifsonia xyli subsp. 
11 1402554 Leifsonia xyli subsp. 


Gemmatimonas 
imonas aurantiaca T-27 


Sphingomonas wittichii 
i RW1 Bacteria; 


cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


Leifsonia. 


, 


173828 Bacteria_16S 1408024 1408066 1 43 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

173828 Bacteria_16S 1414085 1414127 1 43 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

173828 Bacteria_16S 1417121 1417163 1 43 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

173828 Bacteria_16S 1420173 14202151 43 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 1421693 14217351 43 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

173828 Bacteria_16S 1423269 14233111 43 gi|224581443|ref|NR_027225.1| Psychrobacter 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

173828 Bacteria_16S 1424794 1424836 1 43 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

173828 Bacteria_16S 1426331 1426373 1 43 gi|224581441|ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

173828 Bacteria_16S 1427896 1427938 1 43 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

173828 Bacteria_16S 1429485 1429527 1 43 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 

173828 Bacteria_16S 1434108 1434150 1 43 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

173828 Bacteria_16S 1435633 1435675 1 43 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 


Bacteria; Firmicu 


173828 Bacteria_16S 


strain S2 16S rib 


Pae 
gi 


tes; Bacillales; 
1438737 1438779 1 


osomal RNA, partial sequence 


Paenibacillaceae; 
43 


nibacillus 
224581429 


1437684 14391 


ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

173828 Bacteria_16S 1440266 1440308 1 43 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
173828 Bacteria_16S 1441847 1441889 1 43 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

173828 Bacteria_16S 1446429 1446471 1 43 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

173828 Bacteria_16S 1447981 1448023 1 43 gi| 224581422 |ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

173828 Bacteria_16S 1449480 1449522 1 43 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

173828 Bacteria_16S 1450928 1450970 1 43 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

173828 Bacteria_16S 1452392 1452434 1 43 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

173828 Bacteria_16S 1453925 1453967 1 43 gi|224581418|ref|NR_027199.1| Arthrobacter 


nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 


1452894 1454381 Arthrobacter 


nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 
173828 Bacteria_16S 1455478 1455520 1 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 


gi]224581417 


ref|NR_027198.1 


Oceanimonas 


1454432 1455915 Oceanimonas 


doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 


173828 Bacteria_16S 1456987 1457029 1 


gi] 224581416 


ref|NR_027197.1 


Achromobacter 


ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


173828 Bacteria_16S 1458349 1458391 1 


gi]224581414 


ref|NR_027195.1 


Arcanobacterium 


bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 


Arcanobacterium. 


173828 Bacteria_16S 1461342 1461384 1 


strain CCM 132 16S ribosomal RNA, partial sequence 


gi]224581412 


1460297 14618 


ref|NR_027193.1 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


173828 Bacteria_16S 1464451 1464493 1 


strain HM-7 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
173828 Bacteria_16S 1465974 1466016 1 


strain U120 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


173828 Bacteria_16S 1468984 1469026 1 


strain DhA-35 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


173828 Bacteria_16S 1470526 1470568 1 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 147099 


pacificensis Bacteria; Proteobacteria; 
Psychrobacter. 


173828 Bacteria_16S 1472061 1472103 1 


piechaudii strain EY3860 16S ribosomal RNA, partial sequence 


gi| 224581410 


1463419 1464873 Mogibacterium 
Clostridiales Family XIII. 


gi|224581409 


ref|NR_027191.1 


Incertae Sedis; 
ref|NR_027190.1 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Azoarcus buckelii 


1464924 1466433 Azoarcus buckelii Bacteria; 


Rhodocyclaceae; Azoarcus. 


gi|224581407 


ref|NR_027188.1 


Zoogloea resiniphila 


1467942 1469414 Zoogloea resiniphila Bacteria; 


Rhodocyclaceae; Zoogloea. 


gi|224581406 


gi|224581405 


ref|NR_027187.1 


ref|NR_027186.1 
1471041 147236 


Psychrobacter 
0 Psychrobacter 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Achromobacter 
1 Achromobacter 


piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


173828 Bacteria_16S 1473453 1473495 1 


AMMD 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


complex. 


173828 Bacteria_16S 1474932 1474974 1 


2 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
173828 Bacteria_16S 1476496 1476538 1 


2 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 


173828 Bacteria_16S 1478056 1478098 1 


strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 14785 
Firmicutes; Lactobacillales; Lactobacillaceae; 


173828 Bacteria_16S 1479629 1479671 1 


subsp. sciuri strain DSM 20345 16S ribosomal RNA, 
subsp. sciuri Bacteria; Firmicutes; Bacillales; 


173828 Bacteria_16S 1481199 1481241 1 


denitrificans strain K601 16S ribosomal RNA, 
denitrificans K601 Bacteria; Proteobacteria; 


Alicycliphilus. 


173828 Bacteria_16S 1485712 1485754 1 


tianshanense strain A-1BS 16S ribosomal RNA, 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 


Mesorhizobium. 


173828 Bacteria_16S 1487225 1487267 1 


strain SO2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 

gi| 219857134 
complete sequen 


173828 Bacteria_16S 1488765 1488807 1 


subsp. rimosus strain JCM 4667 16S ribosomal RNA, 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actino 


Streptomycetaceae; Streptomyces. 
173828 Bacteria_16S 1490315 1490357 1 


Corynebacterium. 
173828 Bacteria_16S 


1491791 1491833 1 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; 


Lactobacillus. 


complete sequen 
Staphylococcus. 


partial sequence 
Betaproteobacteria; 


partial sequence 


gi] 219857235 


gi| 219846947 
strain IBS G15036 16S ribosomal RNA, partial sequence 14892 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi|219846902 fl 
1490749 1492247 Clostridium saccharolyticum 


gi|224581402 
gi|219878476 
19878445 


gi 


gi|219878440 


gi|219878381 


gi|219878371 


gi] 219857250 


1486230 14876 


Actinomycetales; Strepto 


Actinomycetales; Coryneb 


ref |NR_024882.1 


ref|NR_025615.1 
1473916 147541 


ref|NR_025584.1 
1475465 147693 


ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025520.1 
ce 1478573 148010 


ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_024863.1 


hizobium/Agrobac 
ref |NR_024762.1 
ce 1487741 148922 
mycetales; Strep 


ref|NR_026539.1 
76 1490698 Coryne 
neba 


ref|NR_026494.1 


Clostridiace 


Burkholderia ambifaria 


1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
rkholderiaceae; Burkholderia; Burkholderia cepacia 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Mesorhizobium 
9 Mesorhizobium 


cteriaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Streptomyces rimosus 

5 Streptomyces rimosus 
tomycineae; 


Corynebacterium durum 
bacterium durum 


cterineae; Corynebacteriaceae; 


Clostridium 


ae; Clostridium. 


173828 Bacteria_16S 


strain SA35 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


173828 Bacteria_16S 
caeruleus subsp. 


1493278 14933201 43 


1494774 1494816 1 43 


gi 


gi 


219846714 
1492298 1493711 Xanthobacter 
obacteraceae; 
219846703 
caeruleus strain DSM 44103 16S ribosomal 


ref|NR_026306.1 


ref |NR_026295.1 
RNA, partial sequence 


Xanthobacter agilis 


agilis Bacteria; 
Xanthobacter. 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
173828 Bacteria_16S 


51271 16S ribosomal RNA, 


Firmicutes; 
173828 Bacteria_16S 
afermentans subsp. 


Actinomycetales; 
173828 Bacteria_16S 
strain DSM 20127 16S 


173828 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
173828 Bacteria_16S 
subsp. 
elongata subsp. 
Neisseria. 

173828 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
173828 Bacteria_16S 


Mesorhizobium. 
173828 Bacteria_16S 


1499304 1499349 1 
complete sequence 


1500807 1500849 1 


1502198 1502240 1 
ribosomal RNA, 


43 


1505235 1505277 1 43 
Firmicutes; Clostridia; 


1508227 1508269 1 43 


elongata strain ATCC 25295 16S ribosomal RNA, 


1509755 1509797 1 43 


1515669 15157111 43 


1518674 1518716 1 43 


strain PC18 16S ribosomal RNA, partial sequence 


Firmicutes; 
173828 Bacteria_16S 


1520186 1520228 1 43 


strain PC80 16S ribosomal RNA, partial sequence 


Firmicutes; 
173828 Bacteria_16S 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae 


1521682 1521724 1 43 


Nocardiaceae; Nocardia. 


173828 Bacteria_16S 
strain ATCC 25258 
Bacteria; Firmicutes; 
173828 Bacteria_16S 


strain JCM3369 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
173828 Bacteria_16S 


1526340 1526382 1 43 
Lactobacillales; 


1527842 1527884 1 43 


1529346 1529388 1 43 


Micromonosporineae; Micromonosporaceae; 


Clostridia; Clostridiales; Lachnospiraceae; 


afermentans strain CIP 103499 16S ri 
Corynebacterium afermentans subsp. 
Corynebacterineae; Corynebacteriaceae; 


gi 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


gi 


gi 


gi 


gi 


gi 


co: 


46 gi|219846656|ref|NR_026248.1 

1498269 1499735 Catonella morbi ATCC 
Catonella. 

43 gi|219846622|ref|NR_026214.1 


219846440 
164-47 16S ribosomal RNA, partial sequence 
Clostridiales; 

219846303 
mplete sequence 
elongata Bacteria; Proteobacteria; Betaproteobacteria; 


219846290 
paracasei strain R094 16S ribosomal RNA, 
paracasei Bacteria; Firmicutes; Lactobac 
219878113 
septentrionale strain SDW 014 16S ribosomal RNA, partial 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; 


219857618 


Couchioplanes. 


bosomal RNA, complete sequence 
afermentans Bacteria; Actinobacteria; 
Corynebacterium. 

219846604 
1501162 1502633 Sinomonas atrocyanea Bacteria; 
Micrococcaceae; 


ref |NR_026196.1 
occineae; 
ref |NR_026031.1 
1504208 150555 
Eubacteriaceae; Eubac 
ref|NR_025893.1 
150715 
Neisserial 


ref|NR_025880.1 
partial sequence 150868 
illales; 
ref |NR_025252.1 
sequence 1514694 151610 
Rhizobiales; 


ref|NR_025207.1 


Lactobacillaceae; 


Catonella morbi ATCC 
51271 Bacteria; 


Corynebacterium 
1499786 1501111 


Actinobacteridae; 


Sinomonas atrocyanea 


Sinomonas. 
Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Lactobacillus 
4 1510205 Lactobacillus 
Lactobacillus. 
Mesorhizobium 
8 Mesorhizobium 


Phyllobacteriaceae; 


Hespellia stercorisuis 


1517647 1519115 Hespellia stercorisuis Bacteria; 


Clostridia; Clostridiales; Lachnospiraceae; 


gi 


H 


219857617 


espellia. 


ref |NR_025206.1 


Hespellia porcina 


1519166 1520614 Hespellia porcina Bacteria; 


Clostridia; Clostridiales; Lachnospiraceae; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Lactobacillaceae; 
219857435 

1526835 1528288 Actinomadura 
Strept 


gi 


gi 


H 


219857610 


219857499 


219857434 


espellia. 
ref|NR_025199.1 
1 sequence 1520665 152215 
; Actinomycetales; Coryn 


ref|NR_025087.1 
1525289 1526784 Lactob 
Lactobacillus. 
ref |NR_025023.1 


osporangineae; Thermomon 


ref |NR_025022.1 


Nocardia 
6 Nocardia 
ebacterineae; 


Lactobacillus jensenii 
acillus jensenii 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


1528339 15297 


strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
173828 Bacteria_16S 
oligospora strain 


1530856 1530898 1 43 


Streptosporang 


gi 


oligospora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
173828 Bacteria_16S 


Actinomadura. 


1532394 1532436 1 43 


Micromonosporaceae; Micromonospora. 


173828 Bacteria_16S 


Burkholderia; 
173828 Bacteria_16S 


Actinomadura. 
173828 Bacteria_16S 


1533957 1533999 1 43 


1535390 1535432 1 


43 


1538461 1538503 1 43 


gi 


gi 


gi 


Strept 


gi 


ineae; Thermomon 


Ac 


219857433 
ATCC 43269 16S ribosomal RNA, partial s 


219857427 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, parti 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


219857425 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial s 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 
219857414 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_025021.1 
equence 1529847 153130 
tinomycetales; Streptosp 


ref 
al sequence 


NR_025015.1 
153135 


ref |NR_025013.1 
1532915 153432 
Burkho 


equence 
Burkholderiales; 
ref|NR_025002.1 


osporangineae; Thermomon 


219857377 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 


ref|NR_024965.1 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Micromonospora 
9 1532864 Micromonospora 


Actinomycetales; Micromonosporineae; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Actinomadura vinacea 


13 Actinomadura vinacea Bacteria; 


osporaceae; 


Saccharothrix 


1537426 153893 


5 Saccharothrix 


espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 


Saccharothrix. 


173828 Bacteria_ 


strain NRRL B-162 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


173828 Bacteria_ 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


173828 Bacteria_ 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


173828 Bacteria_ 


strain B8 16S rib 
B 


Proteobacteria; 
173828 Bacteria_ 


strain B6 16S rib 
B 


Proteobacteria; 
173828 Bacteria_ 


citratiphilum str 
Proteob 


Bacteria; 
173828 Bacteria_ 


ayderensis strain 
Firmicu 


Bacteria; 
173828 Bacteria_ 


paranensis strain 
paranensis Bacter 
Streptomycetaceae 


173828 Bacteria_ 


terrestris strain 
terrestris Bacter 
Streptomycetaceae 


173828 Bacteria_ 


gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 


173828 Bacteria_ 


canariasense stra 
canariasense Bact 


Mycobacteriaceae; 
173828 Bacteria_ 
kestanbolensis st 
kestanbolensis Ba 


Pseudonocardiaceae; Amycolatopsis. 
173828 Bacteria_16S 
goodfellowii strain LB57 16S ribosomal RNA, partial seq 


goodfellowii DSM 


173828 Bacteria_16S 
lusatiensis strai 
Proteob 
173828 Bacteria_16S 


Bacteria; 


strain MK27-91F2 


16S 1540022 1540064 1 43 gi 


38 16S ribosomal RNA, partial sequence 


16S 1541571 1541613 1 43 gi 
n NRRL B-24048 16S ribosomal RNA, part 


tes; Bacillales; Bacillaceae; Anoxybac 
16S 1556575 1556617 1 43 gi 
HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

16S 1558069 15581111 43 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

; Kitasatospora. 

16S 1559563 1559605 1 43 gi 
HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

; Kitasatospora. 

16S 1561051 1561093 1 43 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

16S 1562595 1562637 1 


43 gi 


do 


ia 


il 


equence 


Actinomyce 


equence 


Actinomyce 


equence 


Actinomyce 


equence 


’ 


219857376 


219857375 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
ae; Actinokineospora. 

16S 1543131 1543173 1 43 gi|219857374|ref|NR_024962.1 
NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 154360 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
ae; Actinokineospora. 

16S 1549216 1549258 1 43 gi| 219857245 |ref|NR_024875.1 
osomal RNA, partial sequence 1548180 1549595 Aquabacterium 
etaproteobacteria; Burkholderiales; Aquabacterium. 

16S 1550682 1550724 1 43 gi|219857244|ref|NR_024874.1 
osomal RNA, partial sequence 1549646 1551061 Aquabacterium 
etaproteobacteria; Burkholderiales; Aquabacterium. 

16S 1552150 1552192 1 43 gi| 219857243 |ref|NR_024871.1 
ain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquaba 
acteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

16S 1555178 1555220 1 43 gi| 219857209 |ref|NR_024837.1 
AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxyb 


lus. 
219846194 


219846193 


219846192 


219846147 


Actin 


219846143 


15389 
nocardin 


1 sequen 


omy 


cteria; 
173828 Bacteria_16S 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, par 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae 


Firmicutes; 
1563985 1564027 1 


rain K4 16S ribosomal RNA, partial seque 
Bacillales; 


43 gi 


Bacill 


1565449 1565491 1 43 gi 
19756 Bacteria; Fusobacteria; Fusobact 
1570007 1570049 1 43 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


1574547 1574589 1 43 gi 


1576073 1576115 1 43 gi 


ue 
er 


ce 
le 


do 


nce 
aceae; 
219846103 
ti 


, 


219846059 
nce 

iales; 
219878173 


S; 
219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
173828 Bacteria_16S 
strain JCM 9114 1 


219856867 


6S ribosomal RNA, partial sequence 1575051 15765 


Ano 


al seque 
Actinomyceta 


F 


15690 
Phyll 


nocardin 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_024963.1 
ce 1540535 154204 


ref|NR_025784.1 
1555586 155703 
tales; Streptomy 


ref |NR_025783.1 
1557082 155852 
tales; 


ref|NR_025782.1 
1558576 156000 
tales; Streptomy 


ref|NR_025737.1 
1560055 156148 
cetales; Coryneb 


ref |NR_025733.1 
1561538 15629 

xybacillus. 

ref 

nce 15629 


les; 


ref |NR_025649.1 

1564412 156589 
usobacteriaceae; 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 


ref |NR_024687.1 


Actinosynn 
NR_024686.1 


eae; 
ref 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; 


Crossiella. 
Actinokineospora 


4 Actinokineospora 
cardineae; 


Actinokineospora 


6 Actinokineospora 
ardineae; 


Aquabacterium commune 


commune Bacteria; 


Aquabacterium parvum 


parvum Bacteria; 


Aquabacterium 


cterium citratiphilum 


Anoxybacillus 


acillus ayderensis 


Kitasatospora 


1 Kitasatospora 
cineae; 


Kitasatospora 


5 Kitasatospora 
Streptomycineae; 


Kitasatospora 


4 Kitasatospora 
cineae; 


Mycobacterium 


7 Mycobacterium 
acterineae; 


Anoxybacillus 


1 


NR_025693.1 


6 


Pseudon 


3 Anoxybacillus 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Leptotrichia 


6 Leptotrichia 


Leptotrichia. 
Defluvibacter 


ibacter lusatiensis 
efluvibacter. 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
emataceae; 
Lentzea waywayandensis 
26 Lentzea waywayandensis Bacteria; 


Umezawaea. 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
173828 Bacteria_16S 1580613 1580655 1 43 gi|219878491|ref|NR_025251.1| Sinorhizobium 
americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 1581060 Sinorhizobium 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Sinorhizobium/Ensifer group; Sinorhizobium. 

173828 Bacteria_16S 1582122 1582164 1 43 gi|219878490|ref|NR_025629.1| Rhodovarius 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

173828 Bacteria_16S 1583676 1583718 1 43 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

173828 Bacteria_16S 1585231 1585273 1 43 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 


strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus 


Firmicutes; 


Bacillales; 


Planococcaceae; Viridibacillus. 


arvi Bacteria; 


173828 Bacteria_16S 


1586786 1586828 1 


43 


LMG 22167 16S ribosomal RNA, partial sequence 


Bacillales; 
173828 Bacteria_16S 
strain LMG 21727 
Firmicutes; 
173828 Bacteria_16S 
strain DSM 40258 


173828 Bacteria_16S 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
173828 Bacteria_16S 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; 


Streptomycineae; 
173828 Bacteria_16S 
chrestomyceticus 
chrestomyceticus 
Streptomycetaceae; 
173828 Bacteria_16S 


2 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
173828 Bacteria_16S 
strain DSM 43049 


173828 Bacteria_16S 


olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
173828 Bacteria_16S 


strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


173828 Bacteria_16S 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


Bacillaceae; 


Lactobacillales; 


Bacillus. 
1588345 1588387 1 


Enterococcaceae; 


1589859 1589901 1 


1591407 1591449 1 


1592955 1592997 1 


1594501 1594543 1 


1596048 1596090 1 


1597596 1597638 1 


1599144 1599186 1 


1600692 1600734 1 


1602240 1602282 1 


43 


43 


43 


43 


Streptomyces. 


43 


43 


43 


43 


43 


43 


gi|219878487 


1585730 15872 


gi|219878486 


gi|219878485 


Streptomycinea 


gi|219878484 


219878483 
partial 


gi 


gi|219878482 


strain DSM 40545 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi|219878481 


gi|219878480 


16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 


gi| 219878479 


gi|219878478 


Streptomycineae; Streptomycetaceae; 


gi| 219878477 


sequence 
Actinomycetales; 


Actinomycetales; 


sequence 
Actinomycetales; 


partial sequence 


RNA, partial sequence 


ref 


ref 


ref 


ref 


ref|NR_025622.1 
sequence 


ref |NR_025621.1 


ref |NR_025620.1 


ref|NR_025619.1 


ref|NR_025618.1 


ref|NR_025617.1 
73 Streptomyces 


ref|NR_025616.1 


NR_025626.1 
33 Bacillus humi 


NR_025625.1 
16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus 
Enterococcus 
NR_025624.1 
16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; e; Streptomycetaceae; 
NR_025623.1 
1590391 1591888 Streptomyces 
Streptomycineae; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 
italicus Bacteria; 


Streptomyces catenulae 
catenulae Bacteria; 
Streptomyces. 
Streptomyces 


Streptomyces rimosus 


1591939 1593434 Streptomyces 
Actinobacteridae; Actinomycetales; 


Streptomyces 


1593485 1594981 Streptomyces 
Streptomycineae; 


Streptomyces 


1595032 1596529 Streptomyces 
Streptomycineae; 


Streptomyces niger 
niger Bacteria; 
Streptomyces. 
Streptomyces 


1598128 1599625 Streptomyces 


Streptomycineae; 


Streptomyces violens 
violens Bacteria; 
Streptomyces. 
Streptomyces 

1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 
173828 Bacteria_16S 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 
173828 Bacteria_16S 
strain DSM 12798 


173828 Bacteria_16S 


arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Arthrobacter. 

173828 Bacteria_16S 1609864 1609906 1 43 gi| 219878470 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial se 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; St 
173828 Bacteria_16S 1615810 1615852 1 43 gi|219878466 


strain CM243 16S 


173828 Bacteria_16S 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


stercoricanis Bacteria; 
173828 Bacteria_16S 


bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


1603808 1603850 1 


1605346 1605388 1 


1606887 1606929 1 


1623418 1623460 1 


Proteobacteria; 
1626396 1626438 1 


Intrasporangiaceae; Arsenicicoccus. 


173828 Bacteria_16S 


1629420 1629462 1 


strain T4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 


173828 Bacteria_16S 


strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 


Firmicutes; Bacillales; 
173828 Bacteria_16S 


1630940 1630982 1 


Bacillaceae; Bacillus 
1632468 16325101 


Streptomyces. 


43 


43 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


43 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 


43 


43 


43 


43 


43 


gi|219878475 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878474 


gi|219878472 


1614821 16162 


gi|219878461 


Burkh 
gi| 219878459 
Actinomyce 


gi|219878457 
1628419 16298 


gi|219878456 


ref|NR_025614.1 


ref|NR_025613.1 
05 Arthrobacter 


ref|NR_025611.1 


cetales; 


ref|NR_025609.1 
quence 
reptococcaceae; 
ref|NR_025605.1 
41 Woodsholea ma 
aceae; 
ref|NR_025600.1 


ref|NR_025598.1 
tales; 


ref|NR_025596.1 
34 Methylocella 


ref|NR_025595.1 


gi| 219878455 


ref|NR_025594.1 


Micrococcaceae; 


e; Methylocella. 


Brevibacterium 


1602772 1604264 Brevibacterium 
Micrococcineae; 


Brevibacteriaceae; 


Arthrobacter mysorens 
mysorens Bacteria; 
Arthrobacter. 
Arthrobacter 


1605856 1607314 Arthrobacter 
Micrococcineae; Micrococcaceae; 


Streptococcus equi 


1608863 1610272 Streptococcus 


Streptococcus. 
Woodsholea maritima 
ritima Bacteria; 


Woodsholea. 


Sutterella 


1622384 1623838 Sutterella 
olderiales; Alcaligenaceae; 


Sutterella. 
Arsenicicoccus 


1625384 1626850 Arsenicicoccus 
Micrococcineae; 


Methylocella tundrae 
tundrae Bacteria; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Erysipelothrix 


inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 


173828 Bacteria_16S 


litoralis strain 


litoralis Bacteri 
173828 Bacteria_16S 
maitriensis strai 
Firmicu 
173828 Bacteria_16S 
R-16300 16S ribos 
Bacil 
173828 Bacteria_16S 
R-15447 16S ribos 
Bacil 


Bacteria; 


Bacillales; 


Bacillales; 


1634025 1634067 1 43 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 
1635604 1635646 1 43 gi 
n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1637066 1637108 1 43 gi 
omal RNA, partial sequence 
laceae; Bacillus. 

1638557 1638599 1 
omal RNA, partial sequence 
laceae; Bacillus. 


ce 
co 


43 gi 


219878454 
eq 


uence 


1634 
ccus. 


219878452 
1636012 1637452 Bacil 


219878451 
1637503 1638932 Bacil 


Aeromona 
219878453 


ref|NR_025593.1 
1632974 163447 
dales; Aeromona 
ref|NR_025592.1 
530 1635961 Planoc 
ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


d 


Oceanisphaera 
9 Oceanisphaera 


Planococcus 


occus maitriensis 


a; Firmicutes; 


ria; Firmicutes; 


173828 Bacteria_16S 1640007 1640049 1 43 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
173828 Bacteria_16S 1647700 1647742 1 43 gi|219878444|ref|NR_025583.1| Stella vacuolata 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

173828 Bacteria_16S 1649197 1649239 1 43 gi|219878443|ref|NR_025582.1| Stella humosa strain 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 


Alphaproteobacter 
173828 Bacteria_16S 
VKM B1479 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
173828 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
173828 Bacteria_16S 


strain R-13291 16 
Proteobacteria; 


strain R-10289 16 
Proteobacteria; 


gallinifaecis Bac 


173828 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


173828 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


173828 Bacteria_16S 


aridum subsp. lar 


Kibdelosporangium aridum subsp. 


Actinomycetales; 


173828 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
173828 Bacteria_16S 


strain R2014 16S 


strain 16351 16S 
Firmicutes; Clost 


173828 Bacteria_16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


173828 Bacteria_16S 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


173828 Bacteria_16S 


keratiniphila sub 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 
gallinifaecis str 


ia; Rhodospirillales; Acetobacteraceae; 


1650689 1650731 1 43 gi 
osomal RNA, partial sequence 
ob 
1652242 1652284 1 43 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1653774 1653816 1 43 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655321 1655363 1 43 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1656832 1656874 1 43 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1661483 1661525 1 43 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1662994 1663036 1 43 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1664534 1664576 1 43 gi 
gum strain SKF-AAD-609 16S ribosomal R 
largum Bacteria 
Pseudonocardineae; Pseudonocardiaceae; 
1666058 1666100 1 43 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


pa 
ci 


an 


an 


s 
er 


s 
cc 


s 
e; 


v 


K 


ne 
al 


1669137 1669179 1 43 
ribosomal RNA, partial sequence 


gi 


no 
1670693 1670735 1 43 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1673627 1673669 1 43 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1675150 1675192 1 43 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1676649 1676691 1 43 gi 
sp. nogabecina strain DSM 44586 16S ri 


gi 
cl 


al 
ae 


Ss 


bo 


Stella. 


219878442 
1649700 16511 


acterac 


219878441 


rtial s 


ia; 


equence 
aceae; 


219878433 


equence 
Actino: 


219878432 
NA, partia 
Actinobacteria; Actinobacteridae; 


ibdelos 


219878431 


1665 
Pse 


e 
es; 


219878429 
1668114 16695 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
173828 Bacteria_16S 


mycinea 


219878428 
1669639 16711 


ostridi 


219878426 


sequen 
Actin 


’ 


219878425 


equence 


Actinomyc 


219878424 


somal R 


llaceae; 
219878439 
1652728 16542 
thomonad 
219878438 
1654275 16557 
thomonad 
219878437 
equence 
Rhiz 
219878434 


ref|NR_025581.1 


eae; 
ref 
quen 
Bac 
ref 


Labrys. 
NR_025580.1 
ce 165119 
illus. 
NR_025578.1 


e 


acea 
ref 


e; Thermomon 
NR_025577.1 


aceae; Thermomon 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025573.1 

1660434 166191 
aenisporosarcina 
ref|NR_025572.1 

1661967 166345 
mycetales; Pseudo 


P 


ref 
1 se 


NR_025571.1 
quence 


orangium. 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


P 


0 
u 


ref|NR_025568.1 


; Ac 
ref 


e tinomycetace 


NR_025567.1 
um. 
ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseud 


Cc 
O: 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


ref 
A, Pp 


NR_025563.1 


N artial seque 


Bacillus 
2 1652677 Bacillus 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Ochrobactrum 
4 Ochrobactrum 
aceae; 
Sporosarcina 
6 Paenisporosarcina 
Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


ae; Actinomyces. 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 167562 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


Pseudonocardineae; Pseudonocardiaceae; 


173828 Bacteria_16S 


Amycolato 


1678166 1678208 1 43 gi 


219878423 


decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


psis. 


ref |NR_025562.1 
1677147 167861 


Amycolatopsis 
0 Amycolatopsis 


aceae; Oceanisphaera. 


Bacillus soli strain 


Bacillus vireti strain 


Labrys monachus strain 
41 Labrys monachus Bacteria; 


Ochrobactrum. 


Actinomyces nasicola 
88 Actinomyces nasicola Bacteria; 


Clostridium bolteae 
36 Clostridium bolteae Bacteria; 


6 1677096 


173828 Bacteria_16S 
strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 
173828 Bacteria_16S 
mediatlanticus st 


mediatlanticus Bacteria; 


173828 Bacteria_16S 
strain R5292 16S 


ribosomal RNA, partial sequence 


1681727 16832 


1679687 1679729 1 43 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
1681224 1681266 1 43 gi| 219878421 |ref|NR_025560.1| Vulcanithermus 
rain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 
1682791 1682833 1 43 gi|219878420|ref|NR_025559.1| Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
173828 Bacteria_16S 1684314 1684356 1 43 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 1687245 1687287 1 43 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 

173828 Bacteria_16S 1688777 1688819 1 43 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 1690349 1690391 1 43 gi|219878414|ref|NR_025553.1| Planococcus 


rifietoensis stra 
Bacteria; Firmicutes; 
173828 Bacteria_16S 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacterium. 

173828 Bacteria_16S 1704270 1704312 1 43 gi| 219878405 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 
173828 Bacteria_16S 1707273 1707315 1 43 gi| 219878403 
strain SH1 16S ribosomal RNA, partial sequence 1706248 17077 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
173828 Bacteria_16S 1710338 1710380 1 43 gi|219878401 
atypicum strain R2070 16S ribosomal RNA, partial sequence 17093 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

173828 Bacteria_16S 1722551 1722593 1 43 gi| 219878393 
strain NF1l1 16S ribosomal RNA, partial sequence 1721510 17230 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
173828 Bacteria_16S 1724092 17241341 43 gi| 219878392 
strain NF23 16S ribosomal RNA, partial sequence 1723051 17245 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
173828 Bacteria_16S 1725620 1725662 1 43 gi| 219878391 


strain LMG 3475 1 
Proteobacteria; 
173828 Bacteria_16S 
rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 
173828 Bacteria_16S 
strain DSM 44222 


173828 Bacteria_16S 
strain DSM 44515 


Bacillales; 
1698102 1698144 1 


1727012 1727054 1 


1728551 1728593 1 


1730087 1730129 1 


in M8 16S ribosomal RNA, partial sequenc 
Planococcaceae; 


43 


6S ribosomal RNA, partial sequence 1724592 17259 
Betaproteobacteria; Burkholderiales; Comamonadace 


43 


DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


43 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


43 


16S ribosomal RNA, partial sequence 1729064 17305 


Planococcus. 


e 16892 


gi|219878409 


219878390 
equence 
inomycet 


gi 


gi|219878389 


gi| 219878388 


ref 


ref 
zi 


ref 


m. 
ref 
121 


ref 
0OP 
ae; 

ref 
41P 
ae; 

ref 


ae; 
ref 


ref 


eae; 
ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


173828 Bacteria_16S 


1731600 1731642 1 


43 


gi|219878387 


ref 


ales; 


neba 


1725987 17274 
ales; 


13 Mycobacterium 


19 Mycobacterium 


86 1690816 Planoc 


NR_025548.1 


56 1698545 Microb 
ococ 


NR_025544.1 
703281 170468 
Methylocys 
NR_025542.1 


NR_025540.1 
cterineae; 


NR_025532.1 
sychrobacter 
Psychrobacte 
NR_025531.1 
sychrobacter 
Psychrobacte 
NR_025530.1 


Comamonas. 
NR_025529.1 
7 
Corynebact 
NR_025528.1 


Mycobacteri 
NR_025527.1 


Mycobacteri 
NR_025526.1 


moriokaense strain DSM 44221 16S ribosomal RNA, partial 


moriokaense Bacte 


Mycobacteriaceae; 


173828 Bacteria_16S 
vaccimaxillae str 
vaccimaxillae Bac 


Actinomycetaceae; 


173828 Bacteria_16S 


strain DSM 44494 


ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1736167 1736209 1 43 gi 
ain R10176 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1740775 1740817 1 


43 gi 


219878384 
sequence 
e; 


219878380 
16S ribosomal RNA, partial sequence 1739732 17412 


1730570 173206 
etales; Coryneba 


sequence 
Actinomyc 


ref|NR_025523.1 
1735130 173662 
Actinomycetales; Actino 


ref|NR_025519.1 
36 Nocardiopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; 


173828 Bacteria_16S 
thomasii strain D 
thomasii Bacteria; 
Anaerobiospirillum. 
173828 Bacteria_16S 


metallicus strain R2A 16S ribosomal RNA, partial sequence 


1742312 1742354 1 


1743865 1743907 1 


43 


SM 11806 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


43 


Streptosporang 


gi|219878379 


ref 


gi|219878378 


ref 


ineae; 


1741287 17427 
Aeromonadales; 


Nocardiop 
NR_025518.1 
8 
Succinivib 


occus rifietoensis 


Microbacterium 
acterium paraoxydans 


cineae; Microbacteriaceae; 


Methylocystis 

7 Methylocystis 
taceae; Methylocystis. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 


Corynebacterium 


710793 Corynebacterium atypicum 
Corynebacteriaceae; 


Psychrobacter luti 
luti Bacteria; 
bas 
Psychrobacter 
fozii Bacteria; 
Ts 


Comamonas kerstersii 


fozii 


36 Comamonas kerstersii Bacteria; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Actinomyces 
2 Actinomyces 


mycineae; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


NR_025517.1 


Nocardiopsis 


1742831 1744318 Nocardiopsis metallicus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


173828 Bacteria_16S 


strain ATCC 19645 
Firmicutes; 


strain LMG 18422 
Firmicutes; 


Lactobacillales; 
173828 Bacteria_16S 
namibiensis strain HAG 010767 16S ribosomal RNA, partial 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
173828 Bacteria_16S 


Bacillales; 
173828 Bacteria_16S 


1745431 1745473 1 


1746890 1746932 1 


Actinomadura. 
1752956 1752998 1 


Bacillaceae; 
1759156 1759198 1 


43 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


43 


43 


16S ribosomal RNA, partial sequence 1751903 17534 
Bacillus. 


43 


strain SPR2 16S ribosomal RNA, partial sequence 


sacelli Bacteria; 
Brachybacterium. 


173828 Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


fresconis strain 


Brachybacterium. 


173828 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 
173828 Bacteria_16S 
34Alc 16S ribosomal RNA, partial sequence 17655 
Proteobacteria; Gammaproteobacteria; Chromatiales; 
173828 Bacteria_16S 


Dermabacteraceae; 


halodurans strain 
Bacteria; 


saalensis strain 
Bacteria; 
Sedimentibacter. 


173828 Bacteria_16S 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


felinum Bacteria; 


Firmicutes; 


1760624 1760666 1 


1762145 1762187 1 


1763667 1763709 1 


1766607 1766649 1 


1768088 1768130 1 
Clostridia; 


1771099 1771141 1 


Corynebacteriaceae; Corynebacterium. 


173828 Bacteria_16S 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
173828 Bacteria_16S 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
173828 Bacteria_16S 
longisporus strain ISP 5166 16S ribosomal RNA, partial 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
173828 Bacteria_16S 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial 
agaridevorans Bacteria; 
173828 Bacteria_16S 
agarexedens strain DSM 1327 16S ribosomal RNA, partial 
agarexedens Bacteria; 
173828 Bacteria_16S 


Streptomycetaceae; 


Streptomycetaceae; 


1772524 1772566 1 


1774022 1774064 1 


1775519 1775561 1 


1778610 1778652 1 


Firmicutes; 
1780159 1780201 1 


Firmicutes; Bacillales; 
1781705 1781747 1 


43 


43 


43 


43 


43 


ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


43 


43 


43 


43 


43 


Bacillales; 


43 


Paenibacillaceae; 


43 


strain 4-0 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
173828 Bacteria_16S 
neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 
neutrophila Bacteria; 


Halorhodospira. 


173828 Bacteria_16S 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 


173828 Bacteria_16S 
carmonensis strain LMG 20964 16S ribosomal RNA, partial 
carmonensis Bacteria; 
173828 Bacteria_16S 


1787675 1787717 1 
Proteobacteria; 


1789059 1789101 1 


1790639 1790681 1 


Firmicutes; Bacillales; 
1799752 1799794 1 


43 


Gammaproteobacteria; 


43 


43 


Bacillaceae; 


43 


gi| 219878377 
Streptococcus. 
gi| 219878376 


gi|219878372 


gi| 219878366 
1758120 17596 


gi|219878365 


gi|219878364 


gi| 219878363 


gi| 219878360 


219878359 
17670 
Clostridiales Fa 


gi 


gi|219878357 


gi| 219878355 
Streptomycinea 

gi| 219878354 
sequenc 
Actino: 


219878353 
sequence 
Actinomyc 


gi 


219878351 
sequence 
Paenibacillaceae; 
gi| 219878350 
sequence 


gi 


Pp 
gi|219878349 
1780670 17821 


gi|219878344 


219878343 


gi 


219878342 
sequence 


gi 


1744369 1745812 Strept 


sequence 
Actinomycetales; 


Actinomycetales; Mi 


Ectothiorhodospirace 


Chromatiales; 


Actinomycetales; 


ref|NR_025516.1 


ref|NR_025515.1 
1745863 174730 
Streptos 


ref |NR_025511.1 


ref|NR_025505.1 
Gordoniacea 
ref|NR_025504.1 

1759669 176107 
Micrococcine 


ref|NR_025503.1 
1761124 176259 
3 Micrococci 
ref|NR_025502.1 
176264 


ref |NR_025499.1 
52 1767023 Alkali 


ref |NR_025498.1 


mily XI. 
ref |NR_025496.1 

1770072 177148 
es; Corynebacter 
ref|NR_025494.1 
83 Streptomyces 
e} 
ref |NR_025493.1 
e 1773034 177448 
mycetales; 


ref|NR_025492.1 

1774532 177597 
etales; 
ref|NR_025490.1 


Paenibacillus. 
ref|NR_025489.1 


aenibacillus. 
ref |NR_025488.1 


; Micrococcaceae 
ref |NR_025483.1 


ref|NR_025482.1 


ref|NR_025481.1 


gi| 219878336 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


Streptosporangineae; Nocardiopsaceae; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Actinomadura 
0 Actinomadura 


porangineae; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
173828 Bacteria_16S 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


e; Gordonia. 
Brachybacterium 

3 Brachybacterium 

ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Sedimentibacter 


74 1768507 Sedimentibacter saalensis 
Incertae Sedis; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Streptomyces arenae 


arenae Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Streptomyces 
1 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Paenibacillus 


1777548 1779056 Paenibacillus 


Paenibacillus 


1779107 1780619 Paenibacillus 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Halorhodospira 


1786631 1787986 Halorhodospira 
Ectothiorhodospiraceae; 


Blastococcus 


1788037 1789519 Blastococcus 
Frankineae; Geodermatophilaceae; 


Virgibacillus 


1789570 1791087 Virgibacillus 
Virgibacillus. 


ref|NR_025475.1 


Arthrobacter 


1798724 1800168 Arthrobacter 


173828 Bacteria_16S 1801275 18013171 43 gi 
stellifer strain IS1 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
173828 Bacteria_16S 1802843 1802885 1 43 gi 
decolorationis strain LMG 19507 16S ribosomal RNA, part 
decolorationis Bacteria; Firmicutes; Bacillales; Bacill 
173828 Bacteria_16S 1804410 1804452 1 43 gi 
necropolis strain LMG 19488 16S ribosomal RNA, complete 
necropolis Bacteria; Firmicutes; Bacillales; Bacillacea 
173828 Bacteria_16S 1805942 1805984 1 43 gi 
paurometabola strain DSM 14281 16S ribosomal RNA, parti 
paurometabola Bacteria; Actinobacteria; Actinobacterida 
Cellulomonadaceae; Oerskovia. 
173828 Bacteria_16S 1807480 1807522 1 
strain DSM 46000 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 1809037 1809079 1 43 gi 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial 
antarcticus Bacteria; Firmicutes; Bacillales; Planococc 
173828 Bacteria_16S 1810533 1810575 1 43 gi 
strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobac 
173828 Bacteria_16S 1812062 1812104 1 43 gi 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
173828 Bacteria_16S 1815145 1815187 1 43 
LMG 19981 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
173828 Bacteria_16S 1816673 18167151 43 gi 
aridum strain DSM 43828 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Kibdelosporangium. 
173828 Bacteria_16S 
strain P 297/02 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 1821271 1821313 1 43 gi 
herbarum strain P 420/07 16S ribosomal RNA, partial seq 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Curtobacterium. 
173828 Bacteria_16S 
strain P 229/10 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 1825938 1825980 1 43 gi 
marincola strain KMM 277 16S ribosomal RNA, partial seq 
marincola Bacteria; Proteobacteria; Gammaproteobacteria 
173828 Bacteria_16S 1827416 1827458 1 43 gi 
submarinus strain KMM 225 16S ribosomal RNA, partial se 
submarinus Bacteria; Proteobacteria; Gammaproteobacteri 
173828 Bacteria_16S 1828830 1828872 1 43 gi 
alexandrii strain C116-18 16S ribosomal RNA, partial se 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteri 
173828 Bacteria_16S 1830380 1830422 1 43 gi 
limicola strain GolChil 16S ribosomal RNA, complete seq 
limicola Bacteria; Proteobacteria; Betaproteobacteria; 
173828 Bacteria_16S 1833480 1833522 1 43 gi 
scardovii strain CCUG 13008 16S ribosomal RNA, partial 


43 gi 


Cur 
gi 


1819739 1819781 1 43 gi 


v 


1822797 1822839 1 43 gi 


scardovii Bacteria; Actinobacteria; Actinobacteridae; B 
Bifidobacterium. 

173828 Bacteria_16S 1836433 1836475 1 43 gi 
denitrificans strain Chol-1S 16S ribosomal RNA, complet 
denitrificans Bacteria; Proteobacteria; Betaproteobacte 
Sterolibacterium. 

173828 Bacteria_16S 1838018 1838060 1 43 gi 


intestinalis strain DSM 6629 16S ribosomal RNA, partial 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lac 
173828 Bacteria_16S 1839581 1839623 1 43 gi 


strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 18400 


Lactobac 
gi 


Firmicutes; Lactobacillales; Lactobacillaceae; 
173828 Bacteria_16S 1841144 1841186 1 43 


16S ribosomal RNA, partial sequence 1806449 18079 
occineae; 


1809512 18109 


teridae; Actinomycetales; Cory 


1814099 18155 


6S ribosomal RNA, partial sequence 1818718 18201 


6S ribosomal RNA, partial sequence 1821775 18232 
occineae; 


219878335 
e 18002 
nibacillus 
219878334 
ial sequen 
aceae; Bac 
219878333 
sequence 
e; Virgiba 
219878332 
al sequenc 
e; 


219878331 


oc 
219878330 
sequence 

aceae; Pla 
219878329 


nebacterin 
219878328 
ibosomal R 


tobacteriu 
219878326 


anthomonad 
219878325 
ence 18156 
ales; Pseu 


219878323 


ococcineae 
219878322 
uence 
tinomyceta 


219878321 


oc 
219878319 
uence 

; Pseudomo 
219878318 
quence 
a; Pseudom 
219878317 
quence 
a; Rhodoba 
219878316 
uence 
Rhodocycla 
219878313 
sequence 
ifidobacte 
219878311 
e sequence 
ria; Rhodo 


219878310 
sequence 
tobacillac 
219878309 


illus. 


Actinomycet 


ref|NR_025474.1 
19 1801737 Paenib 
ref |NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025472.1 

1803341 180486 
cillus. 
ref|NR_025471.1 
e 1804913 180639 
ales; Microc 
ref|NR_025470.1 
; Cellulomonadac 
ref |NR_025469.1 

1807983 180946 
nococcus. 
ref |NR_025468.1 


Gordoniacea 
NR_025467.1 
partial sequ 


eae; 
ref 
NA, 


m. 
ref|NR_025465.1 
aceae; Fulvimona 
ref |NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


ref |NR_025462.1 
91 Plantibacter 
; Microbacteriac 
ref|NR_025461.1 

1820242 182172 
les; Micrococcin 
ref |NR_025460.1 
; Microbacteriac 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
onadales; Moraxe 
ref|NR_025456.1 
1827843 182926 
cterales; Hyphom 
ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025452.1 

1832458 183383 
riales; Bifidoba 


ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref|NR_025448.1 
21 Lactobacillus 


219878308 


Paenibacillus 
acillus stellifer 


Bacillus 
0 Bacillus 


Virgibacillus 
2 Virgibacillus 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Planococcus 
1 Planococcus 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 
Kibdelosporangium 

osporangium aridum 

seudonocardiaceae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Oceanicaulis 

6 Oceanicaulis 

onadaceae; Oceanicaulis. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Bifidobacterium 

7 Bifidobacterium 

cteriaceae; 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


ref |NR_025447.1 


Lactobacillus 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


173828 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


173828 Bacteria_16S 
strain VC 5 16S ribosomal RNA, partial sequence 


1842685 1842727 1 43 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1845737 1845779 1 43 


gi 


gi 


219878307 
1841624 18431 


219878305 
1844748 18461 


ref |NR_025446.1 


ref |NR_025444.1 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

173828 Bacteria_16S 1848790 1848832 1 43 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

173828 Bacteria_16S 1850345 1850387 1 43 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

173828 Bacteria_16S 1851831 1851873 1 43 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 


strain SE3104 16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


173828 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


173828 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


173828 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


173828 Bacteria_16S 


strain IMSNU 2200 
Actinobacteria; A 


173828 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


173828 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


173828 Bacteria_16S 


strain 3S-1 16S r 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

173828 Bacteria_16S 1873056 1873098 1 43 gi| 219878286 |ref|NR_025425.1 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
173828 Bacteria_16S 1874574 1874616 1 43 gi| 219878285 |ref|NR_025424.1 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 187493 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Arthrobacter. 

173828 Bacteria_16S 1877545 1877587 1 43 gi| 219878283 |ref|NR_025422.1 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 187800 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

173828 Bacteria_16S 1879098 1879140 1 43 gi| 219878282 |ref|NR_025421.1 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 187954 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
173828 Bacteria_16S 1882255 1882297 1 43 gi| 219878278 |ref|NR_025417.1 


strain DSM 2875 1 
Firmicutes; Clost 


173828 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


173828 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


ribosomal RNA, partial sequence 
Rh 
1853208 1853250 1 43 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1854768 1854810 1 43 gi 
rain CCUG 44365 16S ribosomal RNA, parti 
cteria; Firmicutes; Lactobacillales; Aer 
1859250 1859292 1 43 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1860785 1860827 1 43 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


s 
da 


al 


’ 


al 
er 


1866971 1867013 1 43 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1868484 1868526 1 43 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


om 


eq 
ct 
1869946 1869988 1 43 gi 
ammaproteobacteria; Alteromonadales; Alt 
1871512 1871554 1 43 gi 
ibosomal RNA, partial sequence 


ridia; Clostridiales; Veillonellaceae; S 


1883831 1883873 1 43 gi 
ridia; Clostridiales; Veillonellaceae; 
1885411 1885453 1 43 gi 


s 


ridia; Clostridiales; Veillonellaceae; §S 


1850849 18521 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


173828 Bacteria_16S 219878299 


219878298 


219878295 


219878294 


219878290 


219878289 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 


219878287 
1870444 18719 


6S ribosomal RNA, partial sequence 1881182 18827 


219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878276 
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173828 Bacteria_16S 1941355 1941397 1 43 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 1942897 1942939 1 43 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

173828 Bacteria_16S 1944495 1944537 1 43 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 1947559 1947601 1 43 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

173828 Bacteria_16S 1949096 1949138 1 43 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

173828 Bacteria_16S 1952207 1952249 1 43 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
173828 Bacteria_16S 1953661 1953703 1 43 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

173828 Bacteria_16S 1955148 1955190 1 43 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

173828 Bacteria_16S 1956563 1956605 1 43 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

173828 Bacteria_16S 1958103 1958145 1 43 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

173828 Bacteria_16S 1959659 1959701 1 43 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

173828 Bacteria_16S 1964291 1964333 1 43 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

173828 Bacteria_16S 1965808 1965850 1 43 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

173828 Bacteria_16S 1968816 1968858 1 43 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

173828 Bacteria_16S 1971609 1971651 1 43 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

173828 Bacteria_16S 1973127 1973169 1 43 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 1974706 1974748 1 43 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

173828 Bacteria_16S 1979406 1979448 1 43 gi|219878209|ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
173828 Bacteria_16S 1980932 1980974 1 43 gi|219878208|ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

173828 Bacteria_16S 1987263 1987305 1 43 gi| 219878204 |ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

173828 Bacteria_16S 2013436 2013478 1 43 gi| 219878187 |ref|NR_025326.1| Hyphomonas 


jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 


jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


Hyphomonas. 


173828 Bacteria_16S 2014896 2014938 1 43 gi|219878186|ref|NR_025325.1| Hyphomonas polymorpha 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

173828 Bacteria_16S 2016365 2016407 1 43 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

173828 Bacteria_16S 2017856 2017898 1 43 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

173828 Bacteria_16S 2019328 2019370 1 43 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

173828 Bacteria_16S 2020800 2020842 1 43 gi|219878182|ref|NR_025321.1| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 

173828 Bacteria_16S 2022268 20223101 43 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

173828 Bacteria_16S 2023757 2023799 1 43 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

173828 Bacteria_16S 2031215 2031257 1 43 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

173828 Bacteria_16S 2032709 2032751 1 43 gi|219878174|ref|NR_025313.1] Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

173828 Bacteria_16S 2034227 2034269 1 43 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

173828 Bacteria_16S 2035780 2035822 1 43 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

173828 Bacteria_16S 2037304 2037346 1 43 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

173828 Bacteria_16S 2041976 2042018 1 43 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

173828 Bacteria_16S 2043535 2043577 1 43 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

173828 Bacteria_16S 2045110 2045152 1 43 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteimonas mephitis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 

173828 Bacteria_16S 2048245 2048287 1 43 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

173828 Bacteria_16S 2052918 2052960 1 43 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

173828 Bacteria_16S 2054471 2054513 1 43 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

173828 Bacteria_16S 2055940 2055982 1 43 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

173828 Bacteria_16S 2057451 2057493 1 43 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

173828 Bacteria_16S 2058990 2059032 1 43 gi|219878152|ref|NR_025291.1| Streptomyces 


thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 


2057971 2059469 Streptomyces 


thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


173828 Bacteria_16S 2060546 2060588 1 43 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

173828 Bacteria_16S 2066538 2066580 1 43 gi|219878146|ref|NR_025285.1]| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
173828 Bacteria_16S 2068097 2068139 1 43 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

173828 Bacteria_16S 2069629 2069671 1 43 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

173828 Bacteria_16S 2071215 2071257 1 43 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

173828 Bacteria_16S 2074266 2074308 1 43 gi|219878141|ref|NR_025280.1| Castellaniella 


defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

173828 Bacteria_16S 2075754 2075796 1 43 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
173828 Bacteria_16S 2077279 2077321 1 43 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
173828 Bacteria_16S 2078841 2078883 1 43 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
173828 Bacteria_16S 2080392 2080434 1 43 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 
173828 Bacteria_16S 2081949 2081991 1 43 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 
173828 Bacteria_16S 2085007 2085049 1 43 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


173828 Bacteria_16S 2089553 2089595 1 43 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

173828 Bacteria_16S 2091009 2091051 1 43 gi|219878129|ref|NR_025268.1| Mycobacterium 


heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
173828 Bacteria_16S 2094105 2094147 1 43 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 


173828 Bacteria_16S 2095652 2095694 1 43 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 2098642 2098684 1 43 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 


aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 
173828 Bacteria_16S 2100165 2100207 1 43 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 


173828 Bacteria_16S 2101710 2101752 1 43 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

173828 Bacteria_16S 2110853 2110895 1 43 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 


strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
173828 Bacteria_16S 2112401 2112443 1 43 gi|219857660|ref|NR_025249.1| Mycobacterium 

pinnipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium; Mycobacterium tuberculosis complex. 
2113824 2113866 1 
US6-1 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 


173828 Bacteria_16S 
pentaromativorans 
pentaromativorans 
Novosphingobium. 
173828 Bacteria_16S 


strain 
Bacter 


2115397 2115439 1 


43 


43 


gi|219857659|ref|NR_025248.1 


sequence 2112812 211429 


gi| 219857658 |ref|NR_025247.1 


Sphingomonadales; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


Planococcus maritimus 


strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

173828 Bacteria_16S 2118432 21184741 43 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

173828 Bacteria_16S 2122997 2123039 1 43 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

173828 Bacteria_16S 2124500 2124542 1 43 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 2126056 2126098 1 43 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 2129073 21291151 43 gi|219857649|ref|NR_025238.1| Mycobacterium 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 


africanum Bacteria; Acti 
Mycobacteriaceae; Mycoba 
173828 Bacteria_16S 
scrofulaceum strain ATCC 


Mycobacteriaceae; Mycoba 
173828 Bacteria_16S 
tokaiense strain ATCC 27 
tokaiense Bacteria; Acti 
Mycobacteriaceae; Mycoba 
173828 Bacteria_16S 
poriferae strain ATCC 35 
poriferae Bacteria; Acti 
Mycobacteriaceae; Mycoba 
173828 Bacteria_16S 
strain ATCC 19422 16S ri 
Bacteria; Actinobacteria 
Mycobacterium; Mycobacte 
173828 Bacteria_16S 
strain ATCC 51384 16S ri 
Actinobacteria; Actinoba 
173828 Bacteria_16S 
palatopharyngis strain 1 
palatopharyngis Bacteria 
Pseudonocardiaceae; 
173828 Bacteria_16S 
strain MUP 1182 16S ribo 


173828 Bacteria_16S 


173828 Bacteria_16S 
strain ALC-2 16S ribosom 


Proteobacteria; Alphaproteobacteria; 


173828 Bacteria_16S 
strain H-8 16S ribosomal 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


173828 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 
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282 16S 


cterium. 
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087 16S 
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bosomal 


43 
bosomal 


43 
Bdz 16S 


43 
somal RNA, 
43 


43 


al RNA, partial sequence 


173828 Bacteria_16S 
strain F829 16S ribosoma 


2154635 2154677 1 43 gi|219857632|ref|NR_025221.1 

RNA, partial sequence 2153652 21550 
Acetobacteraceae; Rubritep 
2157693 2157735 1 43 gi|219857630|ref|NR_025219.1 

16S ribosomal RNA, partial sequence 2156657 21581 
Streptosporangineae; Nocardiop 
2160662 2160704 1 43 gi|219857628|ref|NR_025217.1 
1 16S ribosomal RNA, partial sequence 2159648 216110 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
2162165 2162207 1 43 gi|219857627|ref|NR_025216.1 


1 RNA, partial sequence 


nobacteria; Actinobacteridae; Actinomycetales; 
cterium; Mycobacterium tuberculosis complex. 
2130551 2130593 1 
19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Actinomycetales; 


RNA, partial sequence 
; Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 
2136590 2136632 1 
RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 
2139635 2139677 1 
ribosomal RNA, partial 
; Actinobacteria; Actinobacteridae; 
Amycolatopsis. 
2148625 2148667 1 
complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
2150206 2150248 1 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
2151710 2151752 1 


Sphingomonadales; 


gi| 219857648 |ref|NR_025237.1 
sequence 2129523 213098 


Actinomycetales; 


219857647 |ref 
sequence 2 


gi NR_025236.1 
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gi ref |NR_025233.1 


74 2137022 Mycoba 


Mycobacteri 
gi| 219857642 |ref|NR_025231.1 
sequence 2138615 214004 


Actinomycetales; Pseu 


gi|219857636|ref|NR_025225.1 


14 Mycobacterium 
Mycobacteri 
219857 NR_025224.1 


635|ref 


gi 
Pseudonocar 


gi|219857634|ref|NR_025223.1 


2150729 21521 


Erythrobacteraceae; Porphy 


Corynebacterineae; 


Mycobacterium 
8 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 


Mycobacteriaceae; 


Mycobacterium brumae 

cterium brumae Bacteria; 

aceae; Mycobacterium. 
Amycolatopsis 

1 Amycolatopsis 

donocardineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


Swaminathania 
2 Swaminathania 
tobacteraceae; 


Nocardia caishijiensis 


2161153 2162578 Nocardia caishijiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


173828 Bacteria_ 
strain ATCC 927 1 


16S 2165265 2165307 1 
6S ribo 


43 gi| 219857625 


16S 2166806 2166848 1 43 gi] 219857624 


somal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
173828 Bacteria_ 
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ria; Actinobacteria; Actinobacter 


al 
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Pseudonocardiaceae; 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 

Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


ref|NR_025214.1 
35 Mycobacterium 
Mycobacteri 
ref |NR_025213.1 
e 2165786 216722 
tinomycetales; P 


173828 Bacteria_16S 2168319 2168361 1 43 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
173828 Bacteria_16S 2174387 2174429 1 43 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

173828 Bacteria_16S 2177499 2177541 1 43 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 


strain IH003 16S 


ribosomal RNA, partial sequence 2176454 21779 


27 Leuconostoc inhae Bacteria; 


Firmicutes; Lactobacillales; Leuconostoc. 

173828 Bacteria_16S 2178971 2179013 1 43 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
173828 Bacteria_16S 2183513 2183555 1 43 gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

173828 Bacteria_16S 2184996 2185038 1 43 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 


taiwanensis Bacte 
Pseudoxanthomonas 
173828 Bacteria_ 
strain Z-7792 16S 
Bacil 


Firmicutes; 


ria; Proteobacteria; Gammaproteobacteria; 


16S 2192660 2192702 1 43 
ribosomal RNA, partial sequence 


lales; Bacillaceae; Amphibacillus. 


gi| 219857604 
2191612 21930 


Xanthomonadales; 


Xanthomonadaceae; 


ref|NR_025192.1 
37 Amphibacillus 


Amphibacillus tropicus 
tropicus Bacteria; 


173828 Bacteria_16S 2195623 2195665 1 43 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

173828 Bacteria_16S 2218303 2218345 1 43 gi| 219857587 |ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
173828 Bacteria_16S 2221347 2221389 1 43 gi| 219857585 |ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

173828 Bacteria_16S 2222758 2222800 1 43 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

173828 Bacteria_16S 2224290 2224332 1 43 gi|219857583|ref|NR_025171.1| Thermodesulfatator 


indicus strain CI 


15286 Bacteria; 


Bacteria; 


strain YIM 21741 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
173828 Bacteria_ 
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rs 
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16S ribosomal RNA, partial sequence 2227890 22293 
occineae 
2230444 2230486 1 43 gi| 219857579 
ain HKU1 16S ribosomal RNA, partial sequence 

teria; Proteobacteria; Betaproteobacteria; Neiss 
16S 2231943 2231985 1 43 gi| 219857578 
in H2 16S ribosomal RNA, partial sequence 22309 
ae; Aquificales; Hydrogenothermaceae; Persephone 
16S 2233463 2233505 1 43 gi| 219857577 
22324 


16S 


2247082 2247124 1 43 gi| 219857568 
ain S77 16S ribosomal RNA, partial sequence 

teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Firmicutes; Bacillales; Paenibacillaceae; 

16S 2227384 2227426 1 43 gi|219857581 
AM49 16S ribosomal RNA, partial sequence 22263 
Bacillales; Paenibacillaceae; Paenibacillus. 

16S 2228914 2228956 1 43 gi| 219857580 


Actinomycet 


20 2224715 Thermodesulfatator indicus DSM 


Thermodesulfobacteriaceae; 
ref|NR_025170.1| Paenibacillus 

2224766 2226278 Paenibacillus 
Paenibacillus. 
ref|NR_025169.1| Paenibacillus 
29 2227839 Paenibacillus kribbensis 
ref|NR_025168.1| Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 

; Microbacteriaceae; Agromyces. 

Laribacter 

2 Laribacter 

eria iaceae; Laribacter. 

ref|NR_025166.1] Persephonella 

13 2232371 Persephonella guaymasensis 

lla. 

ref|NR_025165.1 

22 2233905 Gordon 

eae; Gordoniaceae; Gordonia. 

ref|NR_025156.1| Streptomyces 
2246040 2247565 Streptomyces 

ales; Streptomycineae; 


Gordonia namibiensis 
ia namibiensis Bacteria; 


2248659 2248701 1 43 gi| 219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


ref|NR_025155.1|] Streptomyces 
2247616 2249142 Streptomyces 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
173828 Bacteria_ 


fructosus strain 


fructosus Bacteria; 


173828 Bacteria_ 
ficulneus strain 
Bacteria; 


Streptomyces. 


Streptomycineae; 


16S 2250237 2250279 1 43 gi|219857566|ref|NR_025154.1| Fructobacillus 

DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
Firmicutes; Lactobacillales; Fructobacillus. 

16S 2251762 2251804 1 43 gi|219857565|ref|NR_025153.1| Fructobacillus 


Lactobacillales; Fructobacillus. 


FS-1 16S ribosomal RNA, partial sequence 
Firmicutes; 


2250718 2252192 F 


ructobacillus ficulneus 


173828 Bacteria_16S 2253260 2253302 1 43 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
173828 Bacteria_16S 2254801 2254843 1 43 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 


Sporanaerobacter. 


173828 Bacteria_ 


mediterraneus str 
mediterraneus Bac 


Desulfobulbus. 
173828 Bacteria_ 


16S 2256401 2256443 1 43 gi 
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16S 2257847 2257889 1 


43 gi 


219857562 
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6 Desulfobulbus 
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yunnanensis strain YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


yunnanensis Bacte 
Streptomycetaceae; Streptomyces. 
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173828 Bacteria_ 
strain ICPB 3636 
Proteobacteria; 
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strain SK-1 16S r 
Bacil 


Firmicutes; 
173828 Bacteria_ 
strain DSM 11853 
Proteobacteria; 

173828 Bacteria_ 


campinensis strai 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 

173828 Bacteria_16S 2285582 2285624 1 43 gi| 219857542 |ref|NR_025130.1 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 2287021 2287063 1 43 gi|219857541|ref|NR_025129.1 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 228738 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
Thioalkalivibrio. 

173828 Bacteria_16S 2290037 2290079 1 43 gi| 219857539 |ref|NR_025127.1 


strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 22904 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


173828 Bacteria_ 


strain MIT 97-507 
E 


Proteobacteria; 
173828 Bacteria_ 


strain 91-4 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
173828 Bacteria_16S 
strain IBS 193 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
173828 Bacteria_16S 


strain 63287 16S 


173828 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
2305020 2305062 1 43 gi|219857526|ref|NR_025114.1 
ribosomal RNA, partial sequence 2303983 23054 


strain KF46F 16S 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

173828 Bacteria_16S 2306556 2306598 1 43 gi| 219857525 |ref|NR_025113.1 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 230551 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Tsukamurellaceae; Tsukamurella. 

173828 Bacteria_16S 2308119 2308161 1 43 gi|219857524|ref|NR_025112.1 
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Cupriavidus. 

Bacillus sonorensis 
us sonorensis Bacteria; 
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173828 Bacteria_16S 2309593 2309635 1 43 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
173828 Bacteria_16S 2311109 23111511 43 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
173828 Bacteria_16S 2312659 2312701 1 43 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
173828 Bacteria_16S 2314158 2314200 1 43 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 
173828 Bacteria_16S 2315666 2315708 1 43 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
strain KCTC 12005 16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
173828 Bacteria_16S 2317202 2317244 1 43 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
173828 Bacteria_16S 2318651 2318693 1 43 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
173828 Bacteria_16S 2320243 2320285 1 43 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 
173828 Bacteria_16S 2324816 2324858 1 43 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
173828 Bacteria_16S 2326312 2326354 1 43 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
173828 Bacteria_16S 2327830 2327872 1 43 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
173828 Bacteria_16S 2330755 2330797 1 43 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
173828 Bacteria_16S 2332279 23323211 43 gi|219857508|ref|NR_025096.1| Helicobacter 
canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
173828 Bacteria_16S 2338196 2338238 1 43 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
173828 Bacteria_16S 2339745 2339787 1 43 gi| 219857502 |ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
173828 Bacteria_16S 2342790 2342832 1 43 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
173828 Bacteria_16S 2344300 2344342 1 43 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 
173828 Bacteria_16S 2347331 2347373 1 43 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
173828 Bacteria_16S 2348840 2348882 1 43 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
173828 Bacteria_16S 2350315 2350357 1 43 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
173828 Bacteria_16S 2353347 2353389 1 43 gi|219857492|ref|NR_025080.1| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
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173828 Bacteria_16S 2430911 2430953 1 43 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

173828 Bacteria_16S 2432447 2432489 1 43 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

173828 Bacteria_16S 2437010 2437052 1 43 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
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173828 Bacteria_16S 2458256 2458298 1 43 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 
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173828 Bacteria_16S 2464260 2464302 1 43 gi| 219857407 |ref|NR_024995.1] Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 2465862 2465904 1 43 gi| 219857406 |ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 2467437 2467479 1 43 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 2468986 2469028 1 43 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
173828 Bacteria_16S 2471972 2472014 1 43 gi|219857402|ref|NR_024990.1| Thioalkalivibrio 
versutus strain AL2 16S ribosomal RNA, partial sequence 2470921 2472353 Thioalkalivibrio versutus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
173828 Bacteria_16S 2473478 2473520 1 43 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

173828 Bacteria_16S 2492940 2492982 1 43 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
173828 Bacteria_16S 2494427 2494469 1 43 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

173828 Bacteria_16S 2497323 2497365 1 43 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

173828 Bacteria_16S 2498871 2498913 1 43 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

173828 Bacteria_16S 2500408 2500450 1 43 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

173828 Bacteria_16S 2504975 2505017 1 43 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

173828 Bacteria_16S 2509562 2509604 1 43 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

173828 Bacteria_16S 2511109 25111511 43 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 


strain VKM Ac-942 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


2510068 2511541 Nocardiopsis trehalosi 
Streptosporangineae; Nocardiopsaceae; 
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2514109 2514151 1 43 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 

2517137 2517179 1 43 gi|219857366|ref|NR_024954.1| Arthrobacter 
strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

ter. 

2518621 2518663 1 43 gi| 219857365 |ref|NR_024953.1| Streptomyces 
in CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2530770 2530812 1 43 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

2532307 2532349 1 43 gi|219857356|ref|NR_024944.1| Cupriavidus pauculus 
6S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

2535341 2535383 1 43 gi|219857354|ref|NR_024942.1| Friedmanniella 
Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 


capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

173828 Bacteria_16S 2536835 2536877 1 43 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

173828 Bacteria_16S 2538193 2538235 1 43 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

173828 Bacteria_16S 2539598 2539640 1 43 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 2539930 Hyphomonas hirschiana Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

173828 Bacteria_16S 2540928 2540970 1 43 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

173828 Bacteria_16S 2543773 2543815 1 43 gi|219857348|ref|NR_024936.1| Hydrogenophaga 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
173828 Bacteria_16S 2545330 2545372 1 43 gi|219857347|ref|NR_024935.1| Acidovorax facilis 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

173828 Bacteria_16S 2546886 2546928 1 43 gi|219857346|ref|NR_024934.1| Hylemonella gracilis 
strain ATCC 19624 16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 

173828 Bacteria_16S 2549926 2549968 1 43 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

173828 Bacteria_16S 2551445 2551487 1 43 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 2552890 2552932 1 43 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

173828 Bacteria_16S 2554451 2554493 1 43 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

173828 Bacteria_16S 2559148 2559190 1 43 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

173828 Bacteria_16S 2563742 2563784 1 43 gi|219857335|ref|NR_024923.1| Helicobacter 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

173828 Bacteria_16S 2572909 2572951 1 43 gi|219857286|ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 2576079 2576121 1 43 gi|219857284|ref|NR_024915.1] Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
173828 Bacteria_16S 2577605 2577647 1 43 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
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173828 Bacteria_16S 2652801 2652843 1 43 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

173828 Bacteria_16S 2654287 2654329 1 43 gi|219857222|ref|NR_024850.1| Azoarcus communis 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

173828 Bacteria_16S 2655692 2655734 1 43 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

173828 Bacteria_16S 2657209 2657251 1 43 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

173828 Bacteria_16S 2658733 2658775 1 43 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

173828 Bacteria_16S 2660253 2660295 1 43 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

173828 Bacteria_16S 2667595 2667637 1 43 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

173828 Bacteria_16S 2669110 2669152 1 43 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

173828 Bacteria_16S 2670644 2670686 1 43 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

173828 Bacteria_16S 2672144 2672186 1 43 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

173828 Bacteria_16S 2673696 2673738 1 43 gi| 219857207 |ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 2675270 2675312 1 43 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

173828 Bacteria_16S 2678215 2678257 1 43 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

173828 Bacteria_16S 2688714 2688756 1 43 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

173828 Bacteria_16S 2693175 2693217 1 43 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

173828 Bacteria_16S 2697553 2697595 1 43 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus 

173828 Bacteria_16S 2699109 2699151 1 43 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 2705190 2705232 1 43 gi|219857185|ref|NR_024813.1| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 2708283 2708325 1 43 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

173828 Bacteria_16S 2709706 2709748 1 43 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

173828 Bacteria_16S 2712647 2712689 1 43 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


173828 Bacteria_16S 2715608 2715650 1 43 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
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173828 Bacteria_16S 2718686 2718728 1 43 


chlorophenolicum strain CPW301 16S ribosomal RNA, partial seque 
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173828 Bacteria_16S 2720187 2720229 1 43 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial seque 
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173828 Bacteria_16S 2723229 27232711 43 


gi 


pomorum strain 3A 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 


173828 Bacteria_16S 2724773 2724815 1 43 


173828 Bacteria_16S 2726323 2726365 1 43 
strain AM31D 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
173828 Bacteria_16S 2744291 2744333 1 43 
strain T7 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
219857157|ref|NR_024785.1| Rothia aeria strain 
thia aeria Bacteria; Actinobacteria; 


173828 Bacteria_16S 2745761 2745803 1 43 


Al-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Ro 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcace 


173828 Bacteria_16S 2748576 2748618 1 43 
strain Al1-3 16S ribosomal RNA, partial sequence 


gi 


gi 
27 


gi 
21 


gi 


gi 
27 


sequence 


272 
Alicyclo 


25265 272 


43252 274 


47544 274 


219857178|ref|NR_024806.1| Psychrobacter 


2714566 2716057 Psychrobacter 
udomonadales; Moraxellaceae; 


219857176|ref|NR_024804.1| Herbaspirillum 


nce 2717632 2719105 Herbaspirillum 
Burkholderiales; Oxalobacteraceae; 


219857175|ref|NR_024803.1| Nocardia 


nce 2719156 2720654 Nocardia 
nomycetales; Corynebacterineae; 


219857174|ref|NR_024802.1| Sulfurovum 


2720705 2722110 Sulfurovum 
Sulfurovum. 


219857173|ref|NR_024801.1| Alicyclobacillus 


2161 2723688 Alicyclobacillus pomorum 
bacillus. 


219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 272 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 


5214 Longispora albida Bacteria; 
rineae; Micromonosporaceae; Longispora. 


219857170|ref|NR_024798.1| Bacillus krulwichiae 


6771 Bacillus krulwichiae Bacteria; 


219857158|ref|NR_024786.1| Delftia tsuruhatensis 


4707 Delftia tsuruhatensis Bacteria; 


ae; Rothia. 


219857155|ref|NR_024783.1| Arthrobacter russicus 


8884 Arthrobacter russicus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


173828 Bacteria_16S 2749993 2750035 1 43 


gi 


nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Diaphorobacter. 
173828 Bacteria_16S 2751518 2751560 1 43 


gi 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Streptosporangiaceae; Microtetraspora. 
173828 Bacteria_16S 2753012 2753054 1 43 


sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 


gi 


219857154|ref|NR_024782.1| Diaphorobacter 


2748935 2750455 Diaphorobacter 


219857152|ref|NR_024780.1| Microtetraspora 


2750506 2751949 Microtetraspora 


219857151]|ref|NR_024779.1| Planomonospora 


2752000 2753445 Planomonospora 


sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Streptosporangiaceae; Planomonospora. 
173828 Bacteria_16S 2754508 2754550 1 43 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Planomonospora. 
173828 Bacteria_16S 2760573 2760615 1 43 


gi 


219857150|ref|NR_024778.1| Planomonospora alba 
54939 Planomonospora alba Bacteria; 


Streptosporangineae; Streptosporangiaceae; 


gi 


219857146|ref|NR_024774.1| Actinokineospora 


terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 


Actinokineospora. 
173828 Bacteria_16S 2762069 27621111 43 
strain Yo-3 16S ribosomal RNA, partial sequence 


gi 


2761077 27 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


173828 Bacteria_16S 2771084 2771126 1 43 


strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 27 


gi 


219857145|ref|NR_024773.1| Kozakia baliensis 
62491 Kozakia baliensis Bacteria; 
Acetobacteraceae; Kozakia. 
219857137|ref|NR_024765.1| Rhodococcus jostii 
71550 Rhodococcus jostii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


173828 Bacteria_16S 2772624 2772666 1 43 


venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 


gi 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
173828 Bacteria_16S 2774159 2774201 1 43 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27 


Actinobacteria; Actinobacteridae; Actinomycetales; 
173828 Bacteria_16S 2775697 2775739 1 43 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27 


Actinobacteria; Actinobacteridae; Actinomycetales; 
173828 Bacteria_16S 2777234 2777276 1 43 


gi 


219857136|ref|NR_024764.1| Streptomyces 


2771601 2773083 Streptomyces 


Actinomycetales; Streptomycineae; 


219857135|ref|NR_024763.1| Streptomyces peucetius 
74619 Streptomyces peucetius Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 


gi 


219857133|ref|NR_024761.1| Streptomyces platensis 
76157 Streptomyces platensis Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 


gi 


albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 


219857132|ref|NR_024760.1| Streptomyces 


2776208 2777696 Streptomyces 


173828 Bacteria_ 


glycanilyticus st 
glycanilyticus Ba 


173828 Bacteria_ 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


173828 Bacteria_ 


cycloheptanicus s 
cycloheptanicus B 


173828 Bacteria_ 
herbarius strain 
Bacteria; 
173828 Bacteria_ 


koleovorans strai 
Firmicu 


Bacteria; 
173828 Bacteria_ 


haemolyticum stra 
haemolyticum Bact 


173828 Bacteria_ 


transvaalensis st 
transvaalensis Ba 


173828 Bacteria_ 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


173828 Bacteria_ 
minutisporangium 


Frankineae; 
173828 Bacteria_ 
strain IFO 12513 


173828 Bacteria_ 
strain IFO 13911 


173828 Bacteria_ 
strain IFO 14915 


strain IFO 12512 


173828 Bacteria_16S 
derwentensis stra 
derwentensis Bact 
Micromonosporacea 
173828 Bacteria_16S 
consettensis stra 
consettensis Bact 
Micromonosporacea 
173828 Bacteria_16S 
campanulatus stra 
campanulatus Bact 
Micromonosporacea 
173828 Bacteria_16S 
S60-1 16S ribosomal RNA, 
Alphaproteobacter 
173828 Bacteria_16S 


strain Lp2 16S ri 


Actinobacteria; Actinobac 
173828 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


173828 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


173828 Bacteria_16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
2805768 2805810 1 43 gi|219857113|ref|NR_024741.1 
in IFO 14935 16S ribosomal RNA, partial sequence 2804752 280622 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
e; Actinoplanes. 
2807290 2807332 1 43 gi|219857112|ref|NR_024740.1 
in IFO 14913 16S ribosomal RNA, partial sequence 2806275 280774 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
e; Actinoplanes. 
2808812 2808854 1 43 gi|219857111|ref|NR_024739.1 
in IFO 12511 16S ribosomal RNA, partial sequence 2807796 280926 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
e; Actinoplanes. 
2810310 2810352 1 43 gi|219857110|ref|NR_024738.1 
partial sequence 2809318 2810728 Asaia siamensis Bacte 
ia; Rhodospirillales; Acetobacteraceae; Asaia. 
2814788 2814830 1 43 gi| 219857107 |ref|NR_024735.1 
bosomal RNA, partial sequence 2813767 2815209 Tetrasphaera 
teridae; Actinomycetales; Micrococcineae; Intrasporangia 
2817849 2817891 1 43 gi|219856912|ref|NR_024733.1 
in JCM 10604 16S ribosomal RNA, partial sequence 2816799 281828 
eria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelo 
2819346 2819388 1 43 gi|219856911|ref|NR_024732.1 
ain JCM 3167 16S ribosomal RNA, partial sequence 2818334 281977 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
eae; Planomonospora. 
2820839 2820881 1 43 gi|219856910|ref|NR_024731.1 


Firmicu 


16S 2778793 2778835 1 43 
cteria; 


16S 


Firmicutes; Bacillales; 


2784701 2784743 1 43 gi 


; Okibacterium. 


16S 2786274 2786316 1 43 gi 


16S 2787854 2787896 1 43 gi 
tes; Bacillales; Alicyclobacillaceae; 


16S 2789409 2789451 1 43 gi 


tes; 
16S 


Bacillales; Paenibacillaceae; 
2793682 2793724 1 43 gi 
eria; Firmicutes; Clostridia; 
16S 2795224 2795266 1 43 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; 


16S 2796638 2796680 1 43 gi 


e; Actinoplanes. 


16S 2798160 2798202 1 43 gi 


osporangiaceae; Cryptosporangium. 


16S 2799681 2799723 1 43 gi 


16S 2801204 2801246 1 43 gi 


16S 2802725 2802767 1 43 gi 


2804246 2804288 1 43 gi 


gi 
rain DS-1 16S ribosomal RNA, partial s 
Paenib 


in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
train DSM 4006 16S ribosomal RNA, part 


acteria; Firmicutes; Bacillales; Alicy 


CP-1 16S ribosomal RNA, partial sequen 


n TB 16S ribosomal RNA, partial sequen 
Pae 


in ATCC9650 16S ribosomal RNA, partial 
Clostrid 


Clostr 
ain IFO 13941 16S ribosomal RNA, parti 


teria; Actinobacteria; Actinobacterida 


strain IFO 15962 16S ribosomal RNA, pa 
Cryptosporangium minutisporangium Bacteria; Actinobacteria 
Crypt 


v 


Al 


ni 


s 


se 


al 
e; 


rt 


16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 
16S ribosomal RNA, partial sequence 2803231 28 


ia 


ia 
cl 


ia 


id 
219857119 
sequenc 
Actinomycet 


omonosp 
219857116 


omonosp 
219857115 


219857131 
eq 
ac 


uence 
illac 


1 seq 
Actin 


219857126 
uen 
lla 
219857125 
ce 


1 seq 
obaci 


27 
icycl 


8 


27 
bacil 


8 


equen 
les; 


iales; 


219857118 
e 


ial s 


219857117 


0 
fo} 


0 
fo} 


0 


omonosporineae; Micromonos 
219857114] ref|NR_024742.1 
047 


eae 
219857127 
uen 
omy 


oba 
219857124 
ce 
lus 
219857121 
ce 
Clo 
219857120 
quence 


ref|NR_024759.1 

2777747 27792 
; Paenibacillus 
ref|NR_024755.1 
ce 2783663 27851 
cetales; Microc 


ref|NR_024754.1 
ce 2785219 27867 
ceae; Alicyclob 
ref|NR_024753.1 
86 2788314 Alicy 
cillus. 
ref|NR_024752.1 
65 2789727 Paeni 
ref|NR_024749.1 
2792664 279412 
stridiaceae; 
ref|NR_024748.1 
2794179 279557 
lost 
ref |NR_024747.1 
e 2795622 279709 
ales; Micro 


67 


83 


Cc 


ref 
ence 


NR_024746.1 


qu 279714 


, 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 


01 
ri 


16 
Ei 


31 


0 


6 
° 


3 


a 


Cc 


b 


Clo 


Paenibacillus 
8 Paenibacillus 


Okibacterium 
8 Okibacterium 
ccineae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Paenibacillus 
acillus koleovorans 


Clostridium 
8 Clostridium 
stridium. 

Alkaliphilus 
1 Alkaliphilus 


ridiaceae; Alkaliphilus. 


Actinoplanes 
4 Actinoplanes 


monosporineae; 


Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


80 Actinoplanes humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


01 Actinoplanes digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Asaia siamensis strain 
ria; Proteobacteria; 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Coprobacillus 

3 Coprobacillus 
trichaceae; 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 


Streptosporangineae; 


Streptosp 


orangiaceae; 


173828 Bacteria_16S 
parontospora subs 
Planomonospora parontospora subsp. 


Actinomycetales; 


173828 Bacteria_16S 
strain 71 16S rib 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
173828 Bacteria_16S 


strain IFO 12702 


strain JCM 9312 1 


Catenuloplanes. 


173828 Bacteria_16S 
kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 
173828 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
173828 Bacteria_16S 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
173828 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


173828 Bacteria_16S 


strain IFO 16238 


strain IFO 16235 


fermentans strain 
Bacteria; Firmicu 


173828 Bacteria_16S 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


173828 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


173828 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


173828 Bacteria_16S 


saccharophila str 
saccharophila Bac 


173828 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


173828 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


173828 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


173828 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


173828 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


173828 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


173828 Bacteria_16S 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 


2822333 28223751 43 gi 
p- antibiotica strain JCM 3094 16S rib 
Streptosporangineae; Streptosporangiac 
2825356 2825398 1 43 gi 
osomal RNA, partial sequence 
Ac 
2826842 2826884 1 


43 gi 


2829916 2829958 1 43 gi 


2831416 2831458 1 43 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2832954 2832996 1 43 gi 
16S ribosomal RNA, partial sequence 
Stre 
2834489 2834531 1 43 gi 
1 16S ribosomal RNA, partial sequence 


’ 


ne 
2836046 2836088 1 43 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2839003 2839045 1 43 gi 


en 
ri 


oc 
2840563 2840605 1 43 gi 
oc 
2842123 2842165 1 43 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2843592 2843634 1 43 gi 
SK-3255 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 

2846715 2846757 1 43 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2848249 2848291 1 43 gi 


ce 
na 


’ 


mi 


etaproteobacteria; Burkholderiales; Co: 
2849810 2849852 1 43 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2851371 2851413 1 43 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


ma. 


s 
ri 


1 


2852940 2852982 1 43 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2857619 2857661 1 43 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2862225 2862267 1 43 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2865278 2865320 1 43 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


na 
n 
2 
1 
a; 
2 
Ss 
a; 
2868397 2868439 1 43 gi 


ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


se 
B 


219856909 
os 
antibiotica Bacteria; Actinobacteria; 
ea 
219856907 
2824364 28257 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
173828 Bacteria_16S 


ki 
219856904 
6S ribosomal RNA, partial sequence 2828900 28303 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


219856903 
eq 


Actinomyc 
219856902 
pt 
219856901 


219856900 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_16S 219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_16S 219856896 


219856895 


219856893 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 


219856891 


219856890 
ia; 
219856889 
219856886 
adales; 


19856883 


19856881 


219856879 


ref 
omal RNA, pa 


NR_024730.1 
rtial seque 
Plano. 


e; mono 


ref 


spora. 
NR_024728.1 
etobacterace 
ref 


ae; Asaia. 
NR_024727.1 


oric 
ref 


neae; hthyaceae; S 


NR_024725.1 


Sp 


neae; Micromonos 
ref|NR_024724.1 
2830390 283187 


etales; Strepto 


uence 


ref |NR_024723.1 
28 2833415 Strep 
e; Streptomycet 
ref|NR_024722.1 
66 2834941 Nocar 
eae; Nocardiacea 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024717.1 
69 Agromyces 
; Microbacteriac 
ref|NR_024716.1 
12 Agromyces 
; Microbacteriac 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiuw 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


28319 
omycinea 


28334 
bacterin 


ce 28349 
ales; Bu 


occineae 


occineae 


28410 
erobiace 


ence 
inomycet 


, 


ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024711.1 


28456 
ly XIII. 


monadaceae; Delftia. 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref |NR_024709.1 
2850317 285183 


monadales; Pseud 


equence 
a; Burkh 


sequence 
; Pseudo 
ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


28518 
dales; X 


28565 
x 


sequence 
Burkhol 


equence 
Sphingo 


ref |NR_024698.1 
2867356 286884 
riales; Oxalobac 


quence 
urkholde 


2869965 2870007 1 43 gi 


219856878 


ref |NR_024697.1 


286889 


n 
Actinobacteridae; 


ie 
a 


d 


Planomonospora 
ce 2821321 2822766 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Streptomyces 
7 Streptomyces 


mycineae; 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Burkholderia 

lderia kururiensis 

Burkholderia. 

Agromyces bracchium 


bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


luteolus Bacteria; 


eae; Agromyces. 
Halanaerobium 
erobium fermentans 
m. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 

Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 

5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Sphingomonas 

8 Sphingomonas 
gomonadaceae; 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Bacillus 
6 2870426 Bacillus 


weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 


173828 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


173828 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


173828 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


173828 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


173828 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


173828 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


173828 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


173828 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
173828 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


173828 Bacteria_16S 


strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
173828 Bacteria_16S 


strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
173828 Bacteria_16S 


tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae 


173828 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


173828 Bacteria_16S 


strain IFO 15616 


2871545 2871587 1 43 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2873124 2873166 1 43 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2874712 2874754 1 43 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2876287 2876329 1 43 gi 


gi 


gi 


lales; Bacillaceae; Bacillus. 
2879435 2879477 1 43 gi 
laceae; Bacillus. 

2881001 2881043 1 43 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2882552 2882594 1 43 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2885565 2885607 1 43 

S ribosomal RNA, partial sequence 


gi 


gi 


gi 


Sphingomonadales; 

2891529 28915711 43 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2894574 2894616 1 43 

ribosomal RNA, partial sequence 


gi 


Micr 
2896069 28961111 43 gi 
ribosomal RNA, partial sequence 
Micr 
2897563 2897605 1 43 gi 
train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycetocola. 

2899052 2899094 1 43 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


v 


2903638 2903680 1 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_16S 


strain SJS0289-JS 


2906702 2906744 1 43 gi 
1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


173828 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


173828 Bacteria_16S 


2908270 2908312 1 43 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 
2909816 2909858 1 43 gi 


pasteuri strain ATCC51129 16S ribosomal RNA, partial se 


pasteuri Bacteria 


173828 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


173828 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


173828 Bacteria_16S 


delphini strain A 
delphini Bacteria 


173828 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


173828 Bacteria_16S 


arlettae strain A’ 
arlettae Bacteria 


173828 Bacteria_16S 
japonensis strain 12-3 16S ribosomal RNA, partial sequence 


; Firmicutes; Bacillales; 


2911360 2911402 1 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2912902 2912944 1 43 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2914446 2914488 1 43 gi 
TCC 49171 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2915989 2916031 1 43 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2917531 2917573 1 43 gi 
TCC 43957 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2923661 2923703 1 43 gi 


Staphylococc 
43 gi 


’ 


’ 


219856877 


2870477 28720 


219856876 


2872057 28735 


219856875 
sequence 
bacillus. 

219856874 


6S ribosomal RNA, partial sequence 2875223 28767 


219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 


219856871 


2879945 28814 


219856870 


2881499 28830 


219856866 


2884576 28858 


Sphingomon 
219856862 
sequence 

Actinomyc 


219856860 


2893553 28949 


ococcineae 
219856859 


2895048 28964 


ococcineae 
219856858 
sequence 
dae; Actin 


219856857 
nce 28980 


ales; Prop 


219856854 


16S ribosomal RNA, partial sequence 2902597 29040 
occineae; 


oc 
219856852 
29056 
nebacterin 
219856851 
sequence 
cus. 
219856850 
quence 

us 
219856849 
1 sequence 
occus. 
219856848 
29118 


219856847 
equence 
us. 
219856846 
29149 


219856845 
equence 

us 
219856841 


ref|NR_024696.1 


ref |NR_024695.1 


ref|NR_024694.1 
2873633 287517 


ref|NR_024693.1 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024690.1 


ref|NR_024689.1 


ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref|NR_024681.1 

2890502 289195 
etales; Micromon 


ref |NR_024679.1 


7 Mi 
ref 


crobacteriac 
NR_024678.1 


; Microbacteriac 
ref |NR_024677.1 

2896542 289798 
omycetales; Micr 


ref |NR_024676.1 
36 2899473 Microp 
ionibacterineae; 
ref |NR_024673.1 
; Microbacteriac 
ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_024670.1 

2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Actinoplanes 

8 Actinoplanes 

osporineae; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Micropruina 
ruina glycogenica 


Nocardioidaceae; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Staphylococcus 

0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


ref|NR_024660.1 


Pseudoxanthomonas 


2922617 2924080 Pseudoxanthomonas japonensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 


173828 Bacteria_16S 
strain IFO 13613 


173828 Bacteria_16S 
multivorum strain 


Acidiphilium. 
173828 Bacteria_16S 


2 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Actinoalloteichus. 


Pseudonocardiaceae; 
173828 Bacteria_16S 


AIU 301 16S ribosomal RNA, 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


2929538 2929580 1 43 


2937051 2937093 1 43 


2938553 2938595 1 


43 


2940072 29401141 43 


IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


173828 Bacteria_16S 


aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 


2941593 2941635 1 43 


Micromonosporaceae; Virgisporangium. 


173828 Bacteria_16S 
ochraceum strain 


2943109 29431511 43 


Micromonosporaceae; Virgisporangium. 


173828 Bacteria_16S 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
173828 Bacteria_16S 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 
Lactobacillales; 


collinoides Bacteria; 
173828 Bacteria_16S 
strain IFO 16068 


173828 Bacteria_16S 


Firmicutes; 


2944625 2944667 1 43 


2946211 2946253 1 43 


2955194 2955236 1 43 


2956712 2956754 1 43 


gi 
16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 
gi 
complete sequence 


gi 


gi 


219856837 


219856832 


19856831 


219856830 


Rhodospirillales; 


sequence 
Actinomycetales; 


ref|NR_024656.1| Terasakiella pusilla 


pusilla Bacteria; 


ref|NR_024651.1| Acidiphilium 
2936039 2937489 Acidiphilium 
Acetobacteraceae; 


ref|NR_024650.1| Actinoalloteichus 
2937540 2939007 Actinoalloteichus 
Pseudonocardineae; 

Lentzea albida strain 


ref|NR_024649.1 


2939058 2940528 Lentzea albida Bacteria; 


gi 


gi 


YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Act 


gi 


gi 


Lactobacillaceae; 


gi 


gi 


219856829 


219856828 


219856827 


219856826 


219856820 


219856819 


Actinomycetales; 


inomycetales; 


Actinomycetales; 


Actinosynnemataceae; Lentzea. 

ref|NR_024648.1| Virgisporangium 
2940579 2942047 Virgisporangium 

Micromonosporineae; 


ref|NR_024647.1| Virgisporangium 
2942098 2943563 Virgisporangium 
Micromonosporineae; 


ref|NR_024646.1| Sporichthya 
2943614 2945079 Sporichthya 
Frankineae; Sporichthyaceae; 


NR_024645.1| Lactobacillus 
2945130 2946678 Lactobacillus 
Lactobacillus. 


ref|NR_024639.1| Gordonia rhizosphera 


16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordonia. 
Microbacterium 


Gordoniaceae; 


ref|NR_024638.1 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 


ketosireducens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
173828 Bacteria_16S 


saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 


saperdae Bacteria; 
Microbacterium. 
173828 Bacteria_16S 


luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 


luteolum Bacteria; 
Microbacterium. 
173828 Bacteria_16S 


2958170 2958212 1 43 


2959631 2959673 1 43 


2965779 2965821 1 43 


strain S37 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


173828 Bacteria_16S 


phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 
Microlunatus. 


Propionibacteriaceae; 
173828 Bacteria_16S 
antarctica strain 


2968830 2968872 1 43 


2970358 2970400 1 43 


gi 


gi 


gi 
29 


Sphingomonadales; 


gi 


gi 


AA-1042 16S ribosomal RNA, partial sequence 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 
173828 Bacteria_16S 


Friedmanniella. 


2976509 2976551 1 43 


strain BS 16S ribosomal RNA, partial sequence 


Firmicutes; 
173828 Bacteria_16S 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 


Clostridia; 


Clostridiales; 


2977995 2978037 1 43 


gi 
29 


Clostridiaceae; 


gi 


macrosporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
173828 Bacteria_16S 


Streptomyces. 


2979527 2979569 1 43 


gi 


thermolineatus strain A1484 16S ribosomal RNA, partial 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actino 
Streptomyces. 


Streptomycetaceae; 
173828 Bacteria_16S 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Streptomyces. 


Streptomycetaceae; 
173828 Bacteria_16S 


2981062 2981104 1 43 


2984157 2984199 1 43 


strain JaH 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


Bacillaceae; Bacillus. 


gi 


gi 


219856818 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219856817 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219856812 
64771 29662 


219846945 


219846944 
Actinomyce 
219846939 
75480 29769 
Clostridiu 
219846938 


Actinomyc 


219846937 
sequence 


219846936 


; Actinomycetales; 


Sphingomonadaceae; 


Micrococcineae; 


ref |NR_024637.1| Microbacterium 
2957165 2958571 Microbacterium 
Micrococcineae; Microbacteriaceae; 


ref|NR_024636.1| Microbacterium 
2958622 2960061 Microbacterium 
Micrococcineae; Microbacteriaceae; 


ref |NR_024631.1 
22 Sphingopyxis 


Sphingopyxis chilensis 
chilensis Bacteria; 
Sphingopyxis. 
ref |NR_026537.1| Microlunatus 

2967820 2969287 Microlunatus 


Actinomycetales; Propionibacterineae; 


ref |NR_026536.1| Friedmanniella 
2969338 2970810 Friedmanniella 
tales; Propionibacterineae; 


ref |NR_026531.1| Clostridium ultunense 

25 Clostridium ultunense Bacteria; 

m. 

ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 

etales; Streptomycineae; 


ref|NR_026529.1| Streptomyces 
2978510 2979990 Streptomyces 
mycetales; Streptomycineae; 


ref|NR_026528.1| Streptomyces 
2980041 2981526 Streptomyces 
mycetales; Streptomycineae; 


219846934 


ref|NR_026526.1| Bacillus vedderi 


2983106 2984583 Bacillus vedderi Bacteria; 


173828 Bacteria_16S 


strain 10.268-1 1 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


173828 Bacteria_16S 


strain IFO 15059 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


173828 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillale 
173828 Bacteria_16S 


caldus strain KU 
Proteobacteria; G 
flavithermus stra 
flavithermus Bact 


173828 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


173828 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


173828 Bacteria_16S 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
173828 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
173828 Bacteria_16S 


strain 801 16S ri 
Actinobacteria; A 


173828 Bacteria_16S 
ccc Baja-95 Cl.2 16S ribosomal RNA, p 


tapeticola strain 
tapeticola Bacter 


173828 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


173828 Bacteria_16S 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


173828 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


173828 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


173828 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


173828 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


173828 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


173828 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


173828 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


2985651 2985693 1 43 gi 


2987173 2987215 1 43 gi 


dococcus. 


2988699 2988741 1 43 gi 


2994721 2994763 1 43 gi 


terium group; Agrobacterium. 


2997824 2997866 1 43 gi 


2999356 2999398 1 43 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3000928 3000970 1 43 gi 


lales; Bacillaceae; Geobacillus. 
3002493 3002535 1 43 gi 
tes; Bacillales; Paenibacillaceae; 


3004009 3004051 1 43 gi 


3005519 3005561 1 43 gi 
6 16S ribosomal RNA, partial sequence 


3007008 3007050 1 43 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3008495 3008537 1 43 gi 


gi 


ia; Cyanobacteria; Oscillatoriales; Ha 
3010000 3010042 1 43 gi 
TV1018 
ia; Firmicutes; Lactobacillales; Lacto 
3011420 3011462 1 43 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 
3012978 3013020 1 
n BC361 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 
3014550 3014592 1 43 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co 
3023559 3023601 1 43 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3025091 3025133 1 43 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3026511 3026553 1 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
3029616 3029658 1 43 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3031125 3031167 1 43 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


43 gi 


gi 


173828 Bacteria_16S 


3032672 30327141 43 gi 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
173828 Bacteria_16S 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
173828 Bacteria_16S 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


6S ribosomal RNA, partial sequence 2999867 30013 


n BT2 16S ribosomal RNA, partial seque 
Bre 


3005987 300 


16S ribosomal RNA, partial seq 


16S ribosomal RNA, partial seq 


3013492 30150 


3030089 30315 


219846933 


nebacterin 

219846932 
ar 
da 


e; Actin 


219846931 


nebacterin 
219846927 

quence 

ia; 


219846925 


s; Acidith 
219846924 
sequence 
eae; Anoxy. 
219846923 


219846922 
nce 30014 
vibacillus 
219846921 
nce 30029 
rillales; 

219846920 
30045 
locystacea 
219846919 
74 
ococcineae 
219846918 
artial seq 
lospirulin 
219846917 
uence 
bacillacea 
219846916 
equence 


e; Actinom 


219846915 
uence 
Actinomyc 


219846914 


mamonadace 
219846908 
1 sequence 
eridae; Ac 


219846907 
quence 

ococcaceae 
219846906 
30255 
terales; C 
219846904 
equence 

idiales; C 
219846903 


elotrichac 
219846901 


tial seq 


Rhizob 


ref|NR_026525.1 
Nocardiacea 
NR_026524.1 
e 298615 
etales; Cory 


eae; 
ref 
uenc 
omyc 
ref |NR_026523.1 
eae; Gordoniace 
ref|NR_026519.1 

2993732 299516 
iales; Rhizobiac 


ref|NR_026517.1 


iobacillaceae; 
NR_026516.1 
9981 


NR_026515.1 


ref|NR_026514.1 
33 3002946 Brevib 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026511.1 


> Mi 
ref 
uenc 
a. 
ref|NR_026509.1 
3008942 301036 
e; Lactobacillus 
ref|NR_026508.1 
3010413 301189 
ycetales; Franki 


crobacteriac 
NR_026510.1 
e 300750 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 
ref|NR_026506.1 
ae; Acidovorax. 
ref|NR_026500.1 
3022528 302398 
tinomycetales; C 


ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref|NR_026496.1 
3028583 303003 
lostridiaceae; A 
ref|NR_026495.1 


eae. 
ref 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 
a 


e; Skermania. 

Agrobacterium 
8 Agrobacterium 
eae; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Anoxybacillus 
6 Anoxybacillus 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Brevibacillus 
acillus thermoruber 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Methylosinus sporium 
osinus sporium Bacteria; 


’ 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Halospirulina 
4 3008891 Halospirulina 


Lactobacillus 
2 Lactobacillus 

Modestobacter 
4 Modestobacter 
neae; 


Marmoricola 
1 Marmoricola 


bacterineae; 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Enterococcus 
9 Enterococcus 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Anaerobacter 

8 Anaerobacter 
naerobacter. 
Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Clostridium indolis 


NR_026493.1 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 


Clostridia; Clost 


ridiales; Clostridiaceae; Clostridium. 


173828 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


173828 Bacteria_16S 
in DSM 1292 16S ribosomal RNA, partial 


sartagoforme stra 
sartagoforme Bact 


173828 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


173828 Bacteria_16S 


strain HKI 0136 1 


strain 1144-97 16 
Firmicutes; Lacto 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


173828 Bacteria_16S 
HKI 0125 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Actinomycet 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


173828 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


173828 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


strain CreCitl 16 
Proteobacteria; B 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


173828 Bacteria_16S 
train 0554 16S ribosomal RNA, partial 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


173828 Bacteria_16S 
n DSM 2873 16S ribosomal RNA, partial 
Gammaproteobacter 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


173828 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


mechernichensis s 
mechernichensis B 


173828 Bacteria_16S 
train DSM 8609 16S ribosomal RNA, part 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


173828 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


173828 Bacteria_16S 


strain K 16S ribo 


limneticum strain 
Bacteria; Proteob 


strain ORS 992 16 


3035720 3035762 1 


ridia; Clostridiales; 


3037243 3037285 1 


Firmicutes; 
3038798 3038840 1 


eria; 


ribosomal RNA, partial sequence 


bacillales; 
3040287 3040329 1 


3041841 3041883 1 


3044854 3044896 1 


Rarobacter. 
3046386 3046428 1 


Ornithinicoccus. 
3049496 3049538 1 


e; 


tes; 
3052475 3052517 1 
S ribosomal RNA, 


3054039 3054081 1 


3055585 3055627 1 
cteria; Proteobacteria; 
3057096 3057138 1 
acteria; Proteobacteria; 


3058636 3058678 1 


ria; Proteobacteria; 


3060135 3060177 1 


3061676 3061718 1 
train TL1 16S ribosomal 
acteria; Proteobacteria; 
3069012 3069054 1 


acteria; Actinobacteria; 
Microbacterium. 
3070566 3070608 1 


, 


bacillales; 
3072013 3072055 1 


3074974 3075016 1 


3076477 3076519 1 


3078032 3078074 1 


3079521 3079563 1 


bosomal RNA, partial sequence 


Enterococcaceae; 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
173828 Bacteria_16S 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
173828 Bacteria_16S 
in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


complete sequence 3051418 30529 
eltaproteobacteria; Desulfuromonadales 
173828 Bacteria_16S 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
173828 Bacteria_16S 
rain CreMall 16S ribosomal RNA, partia 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
173828 Bacteria_16S 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
173828 Bacteria_16S 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
173828 Bacteria_16S 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
173828 Bacteria_16S 
caribensis strain MWAP64 16S ribosomal RNA, partial seq 
caribensis Bacteria; Proteobacteria; Betaproteobacteria 
173828 Bacteria_16S 


43 gi|219846899 


3034695 30361 


nebacterin 
gi| 219846895 
3040796 30422 
Facklamia. 

43 gi 


43 


219846892 
quence 


; Actinomy 


43 219846891 


quence 


gi 


43 219846889 
30484 
remococcus 


219846887 


gi 


E 


43 gi 


; Pelobact 
gi| 219846886 
3052993 30544 
eriaceae; 

219846885 
1 sequence 
eria; Rhod 


43 
43 gi 
Betaproteobact 


43 219846884 
sequence 


cteria; Ae 


gi 

Gammaproteoba 
43 219846883 

sequence 


ia; Aeromo 


gi 


43 gi|219846882 
3059104 30605 
ocyclaceae 
219846881 
equence 

teria; Rho 
219846876 
ial sequen 
dae; Actin 


43 gi 
RNA, partial s 
Betaproteobac 
43 gi 


Actinobacteri 


43 219846875 


30695 


gi 


Ss. 
219846874 


Vagococcu 
43 gi 


rinckiacea 
219846872 
ence 30739 
ales; Rhod 
gi|219846871 
3075492 30769 
biaceae; R 
219846870 
uence 

; Burkhold 


43 gi 
43 


43 gi 


ref|NR_026491.1 


Gordoniace 
NR_026487.1 


eae; 
ref 


ref |NR_026484.1 
3043846 304530 
les; Microco 


NR_026483.1 
3045360 304685 
ales; Micrococci 


v 


ref|NR_026481.1 
54 3049838 Eremoc 


ref |NR_026479.1 


erac 
ref 


eae; Malono 
NR_026478.1 


Formivibrio. 
ref|NR_026477.1 

3054533 305602 
ocyclales; Rhodo 


ref|NR_026476.1 
3056079 305754 
romonadales; Suc 


ref|NR_026475.1 
3057592 305905 
nadales; Succini 


ref |NR_026474.1 


; Thauera. 
ref |NR_026473.1 

3060645 306213 
docyclales; Rhod 
ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 


ref |NR_026467.1 
11 3070973 Vagoco 


ref 
loce 


NR_026466.1 
lla palustri 
e; Methylocella 
ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref|NR_026463.1 


hizobium/Agrobac 
ref|NR_026462.1 

3076975 307840 
eriales; Burkhol 


43 gi|219846869 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridiaceae; Clostridium. 
43 gi|219846898|ref|NR_026490.1| Clostridium 
sequence 3036217 3037686 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
43 gi|219846897|ref|NR_026489.1| Vagococcus fluvialis 
3037737 3039205 Vagococcus fluvialis Bacteria; 
Vagococcus. 
43 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 
a 


e; Gordonia. 
Facklamia languida 


68 Facklamia languida Bacteria; 


Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 


neae; 


Eremococcus coleocola 
occus coleocola 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
monas. 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Succinimonas 
3 Succinimonas 


vibrionaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 
ocyclaceae; Thauera. 
Microbacterium 

0 Microbacterium 
ococcineae; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Methylocella palustris 
s Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 
Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 


ref|NR_026461.1 


Desulfurella 


multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 


173828 Bacteria_16S 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 

173828 Bacteria_16S 


3082673 3082715 1 


ain K-119 16S ribosomal RNA, partial s 
teria; 


Proteobacteria; 


3084225 3084267 1 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 


sulfurophilus Bac 
Thermoanaerobacter. 
173828 Bacteria_16S 
histidinovorans s 
histidinovorans B 
173828 Bacteria_16S 
balaenopterae str 
balaenopterae Bac 
173828 Bacteria_16S 
strain 1607-97 16 
Firmicutes; 
173828 Bacteria_16S 
strain TA68 16S r 


173828 Bacteria_16S 
strain TAGA27 16S 


173828 Bacteria_16S 
amylophilus strai 
Bacteria; Proteob 
173828 Bacteria_16S 


teria; 


Firmicutes; 


3088639 3088681 1 


train Z-7940 16S ribosomal RNA, partia 
acteria; 


Firmicutes; 
3090191 3090233 1 


ain M1975/96/1 16S ribosomal RNA, part 
teria; 


Firmicutes; 
3091626 3091668 1 


S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


3093062 3093104 1 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3094579 3094621 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3096145 3096187 1 


acteria; Gammaproteobacteria; Aeromonada 


3097710 3097752 1 


confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 


confusum Bacteria; 


Actinobacteria; Actinobacteridae; Ac 


Corynebacteriaceae; Corynebacterium. 


173828 Bacteria_16S 
strain F98.3HR69 


173828 Bacteria_16S 


700631 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococ 


173828 Bacteria_16S 


gifhornensis strain HR1- 


3099161 3099203 1 


3100657 3100699 1 


caceae; Facklamia. 
3103602 3103644 1 


Micromonosporaceae; Verrucosispora. 


173828 Bacteria_16S 
strain ATCC 25470 


Actinobacteria; Actinoba 


173828 Bacteria_16S 
strain DSM 11603 


173828 Bacteria_16S 
strain DSM 12081 
Proteobacteria; 
173828 Bacteria_16S 
resistens strain 
resistens Bacteri 
Microbacterium. 
173828 Bacteria_16S 
intermedius strai 
Bacteria; Proteob 
173828 Bacteria_16S 


a; 


riegelii strain DMMZ 241 


riegelii Bacteria; 
Corynebacteriaceae; 
173828 Bacteria_16S 


oxalivorans strain RAOx- 


oxalivorans Bacteria; 
173828 Bacteria_16S 
oxalaticus strain 
Bacteria; Firmicutes; 
173828 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Hyphomicrobium. 
173828 Bacteria_16S 


16S ribosomal 
16S rib 
16S ribosomal RNA, 
Betaproteobacteria; 
DMMZ 17 


Acti 


n TF2 1 
acteria; 


RAOx1 


ain DSM 
teria; 


3105118 3105160 1 


3106613 3106655 1 


3114099 31141411 


Rhodoc 
3115634 3115676 1 


3118691 3118733 1 
6S ribosomal RNA, 


3120230 3120272 1 


3121689 31217311 


Firmicutes; Bacillal 
3123236 3123278 1 

16S ribosomal RNA, 
Bacillales; Paenibac 
3124732 31247741 

1869 16S ribosoma 
Proteobacteria; Al 


3126221 3126263 1 


2 16S ribosomal RNA, partial sequ 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 


RNA, partial sequence 
cteridae; Actinomycetales; 


Rhizobiales; 
complete sequence 
10 16S ribosomal RNA, partial s 


nobacteria; Actinobacteridae; Act 


Alphaproteobacteria; Rhodospi 


FS 16S ribosomal RNA, partial s 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


43 gi| 219846855 
3099595 3101003 Fackl 
43 219846853 
ence 


gi 


43 219846852 


31040 


gi 


43 gi|219846851 


osomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; 


obacteriac 
219846846 
31130 
Rhodocyclaceae 
gi| 219846845 
equence 
inomycet 


Phyll 

43 gi 

yclales; 
43 


43 gi| 219846843 
complete sequence 31176 
rillales; 
219846842 


43 gi 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinob 
Corynebacterium. 


acteridae; Actinomyceta 


43 219846841 
equence 
Paenibacillaceae; 
43 gi| 219846840 
partial sequence 31221 
illaceae; Aneurinibacil 

43 gi| 219846839 
1 RNA, partial sequence 
phaproteobacteria; Rhiz 


gi 


es; 


43 gi| 219846838 


methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 


Actinomyceta 


Streptomycineae; 


Aneur 


44 Arthrobacter 


ref 
amia 


NR_026447.1 
ignava Bact 
ref|NR_026445.1 
102586 310404 
les; Micromo 


Ww 


ref|NR_026444.1 
98 3105578 Strept 
Streptomyceta 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref |NR_026437.1 

3114620 311608 
ales; Micrococci 


ref|NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026434.1 
119211 312059 
Corynebacte 


Ww 


les; 


NR_026433.1 
120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026431.1 

3123738 312518 
obiales; Hyphomi 


ref 


Ww 


43 gi|219846867|ref|NR_026459.1| Desulfurella 
equence 3081609 3083134 Desulfurella 
Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
43 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
3083185 3084666 Thermoanaerobacter 
Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
43 gi|219846863|ref|NR_026455.1| Natronincola 
1 sequence 3087607 3089090 Natronincola 
Clostridia; Clostridiales; Clostridiaceae; Natronincola. 
43 gi|219846862|ref|NR_026454.1| Granulicatella 
ial sequence 3089141 3090523 Granulicatella 
Lactobacillales; Carnobacteriaceae; Granulicatella. 
43 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Ignavigranum. 
43 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
3092041 3093511 Kocuria rhizophila Bacteria; 
Micrococcineae; Micrococcaceae; Kocuria. 
43 gi|219846859|ref|NR_026451.1| Kocuria palustris 
3093562 3095028 Kocuria palustris Bacteria; 
Micrococcineae; Micrococcaceae; Kocuria. 
43 gi|219846858|ref|NR_026450.1| Ruminobacter 
n H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
les; Succinivibrionaceae; Ruminobacter. 
43 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
3096668 3098071 Corynebacterium 
tinomycetales; Corynebacterineae; 
43 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 


rhombi Bacteria; 
occineae; Micrococcaceae 


; Arthrobacter. 
Facklamia ignava ATCC 
eria; Firmicutes; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Azoarcus anaerobius 

us anaerobius Bacteria; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Gluconacetobacter 

acetobacter intermedius 

; Gluconacetobacter. 
Corynebacterium 

3 Corynebacterium 

rineae; 


Ammoniphilus 

0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Hyphomicrobium 

3 Hyphomicrobium 
crobiaceae; 


ref|NR_026430.1 
3125234 312665 


Hyphomicrobium 
3 Hyphomicrobium 


methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 
173828 Bacteria_16S 


zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3126704 312814 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicro 
173828 Bacteria_16S 3129178 3129220 1 43 gi| 219846836 |ref|NR_026428.1 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 312961 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicr 
Hyphomicrobium. 

173828 Bacteria_16S 3132089 31321311 43 gi|219846834|ref|NR_026426.1 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3131100 313253 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobac 
Mesorhizobium. 

173828 Bacteria_16S 3133604 3133646 1 43 gi|219846833|ref|NR_026425.1 


strain HK1 0089 16S ribo 
Actinobacteria; Actinoba 
173828 Bacteria_16S 
sulfexigens strain SB164 
sulfexigens Bacteria; Pr 
Desulfocapsa. 
173828 Bacteria_16S 
deleyianum strain Spiril 
Sulfurospirillum 
Campylobacteraceae; Sulf 
173828 Bacteria_16S 
strain GY-1 16S ribosoma 
Deinococcus-Thermus; Dei 
173828 Bacteria_16S 
617-93 16S riboso 
Bacillales; Bacillales F 
173828 Bacteria_16S 
DSM 11303 16S ribosomal 
Deinococcus-Thermus; Dei 
173828 Bacteria_16S 
falsenii CCUG 33651 16S 
Bacteria; Actinobacteria 
Corynebacterium. 
173828 Bacteria_16S 
strain DSM 44267 16S rib 
Actinobacteria; Actinoba 
173828 Bacteria_16S 
guttoideum strain DSM 40 
guttoideum Bacteria; Fir 
173828 Bacteria_16S 
arcachonense strain F1F6 
arcachonense Bacteria; P 
Sulfurospirillum. 
173828 Bacteria_16S 
thiophila strain NZ27 16 
Bacteria; Proteobacteria 
173828 Bacteria_16S 
strain YH-15 16S ribosom 
Firmicutes; Lactobacilla 
173828 Bacteria_16S 
radiophilus strain DSM 2 
radiophilus Bacteria; De 
173828 Bacteria_16S 
radiodurans strain DSM 2 
radiodurans Bacteria; De 
173828 Bacteria_16S 
proteolyticus strain DSM 
proteolyticus Bacteria; 
173828 Bacteria_16S 
strain DSM 3963 16S ribo 
Deinococcus-Thermus; Dei 
173828 Bacteria_16S 
mucifaciens strain DMMZ 
mucifaciens Bacteria; Ac 
Corynebacteriaceae; Cory 


3127690 3127732 1 


3138103 3138145 1 
lum 5175 16S ribosomal RNA, par 


3139563 3139605 1 
3141110 3141152 1 
mal RNA, partial sequence 


3147139 31471811 


3148666 3148708 1 


3153257 3153299 1 


3157999 3158041 1 


3159518 3159560 1 


3161042 3161084 1 


3165506 3165548 1 


3167013 3167055 1 


3168530 3168572 1 


3170046 3170088 1 


3171563 3171605 1 


3176135 3176177 1 


43 


43 
oteobacteria; 
43 


deleyia 
urospirillum. 

43 

1 RNA, partial sequence 

nococci; Thermales; Ther 
43 

314 
Incertae Sedis 
43 


amily XI. 


RNA, partial sequence 
nococci; Deinococcales; 
43 
ribosomal RNA, partial s 
; Actinobacteridae; Acti 


43 
osomal RNA, partial sequ 
cteridae; Actinomycetale 
43 
24 16S ribosomal RNA, pa 
micutes; Clostridia; Clo 
43 
16S ribosomal RNA, part 
roteobacteria; Epsilonpr 


43 
S ribosomal RNA, partial 
Deltaproteobacteria; D 
43 
partial sequence 
Lactobacillaceae; L 
43 
RNA, 
Deino 
43 
RNA, 
Deino 
43 
20540 16S ribosomal RNA 
Deinococcus-Thermus; Dei 
43 
somal RNA, partial seque 
nococci; Deinococcales; 
43 
2278 16S ribosomal RNA, 
tinobacteria; Actinobact 
nebacterium. 


, 


al RNA, 
les; 


0551 16S ribosomal 
inococcus-Thermus; 


0539 16S ribosomal 
inococcus-Thermus; 


173828 Bacteria_16S 


3179231 3179273 1 


43 


somal RNA, partial sequence 3132587 31340 
cteridae; Actinomycetales; Micr 
3136615 3136657 1 
Pl 16S ribosomal RNA, partial s 
Deltaproteobacter 


gi|219846837 


ococcineae 
219846831 
equence 

ia; Desulf 


gi 


v 


219846830 
tial seque 


gi 


gi| 219846829 
3138565 31400 
maceae; M 
gi| 219846828 
0051 3141558 Gemel 
Gemella 
gi| 219846824 
3146120 31475 
Deinococcaceae; D 
gi| 219846823 
equence 31476 
nomycet Cory 


H . 


ales; 
gi| 219846820 
ence 3152235 31537 
s; Micrococcineae 
gi| 219846817 
rtial sequence 
stridiales; Lachn 
gi|219846816 
ial sequence 
oteobacteria; Cam 
219846815 
ce 31599 
esulfuromonadales 
gi|219846812 
3164429 31659 
actobacillus. 
gi| 219846810 
partial sequence 
cocci; Deinococca 
gi|219846809 
partial sequence 
cocci; Deinococca 
gi|219846808 
, partial sequenc 
nococci; Deinococ 
gi 


gi 
sequen 


219846807 
nce 3170548 31720 
Deinococcaceae; D 

gi|219846804 
partial sequence 
eridae; Actinomyc 


ref 


a 
ref 


Ww 


ref 
nce 


ref 


ref 


ref 


ref 


ref 


, 
ref 

3 
ospi 
ref 

3 
pylo 


ref 


; De 
ref 


ref 


w 


les; 
ref 


Ww 


les; 
ref 


cale 
ref 


eino 
ref 

3 
etal 


gi| 219846802 


singulare strain IBS B52218 16S ribosomal RNA, partial sequence 


singulare Bacteria; 


Corynebacteriaceae; Cory 


nebacterium. 


ref 


obac 


lab 


42 3149116 Coryn 
neba 


156952 31584 


158497 31599 


80 3161460 Desul 


45 Lactobacillus 


165996 316746 


167516 31689 


e 3169032 31704 


175122 31765 


NR_026429.1 


rmacoccaceae 
NR_026423.1 
135552 313703 
terales; Des 


NR_026422.1 
313708 


NR_026421.1 


NR_026420.1 
ergeri Bacte 


NR_026416.1 


coccus. 
NR_026415.1 
e 
cterineae; C 
NR_026412.1 


trasporangia 
NR_026409.1 
4 
raceae. 
NR_026408.1 
2 
bacterales; 


NR_026407.1 
f 
sulfuromonad 
NR_026404.1 


NR_026402.1 


Deinococcac 
NR_026401.1 
8 

Deinococcac 
NR_026400.1 
9 
s; Deinococc 
NR_026399.1 


coccus. 
NR_026396.1 
8 
ai 


es; Coryneb 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Mesorhizobium 
6 Mesorhizobium 


teriaceae; 


Demetria terragena 


43 Demetria terragena Bacteria; 
De 


; Demetria. 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Sulfurospirillum 
4 3138514 


num Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
eiothermus. 


Gemella bergeri strain 
ria; Firmicutes; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 
eino 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
In 


ceae; Terracoccus. 
Desulfotomaculum 
6 Desulfotomaculum 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Corynebacterium 
0 Corynebacterium 
cterineae; 


NR_026394.1 


Corynebacterium 


3178210 3179532 Corynebacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


173828 Bacteria_16S 3180635 3180677 1 43 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

173828 Bacteria_16S 3182184 3182226 1 43 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

173828 Bacteria_16S 3183736 3183778 1 43 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

173828 Bacteria_16S 3185288 3185330 1 43 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

173828 Bacteria_16S 3186840 3186882 1 43 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

173828 Bacteria_16S 3188392 3188434 1 43 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

173828 Bacteria_16S 3189944 3189986 1 43 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

173828 Bacteria_16S 3191496 3191538 1 43 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

173828 Bacteria_16S 3193048 3193090 1 43 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

173828 Bacteria_16S 3194598 3194640 1 43 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

173828 Bacteria_16S 3196150 3196192 1 43 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

173828 Bacteria_16S 3197628 3197670 1 43 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

173828 Bacteria_16S 3199110 3199152 1 43 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

173828 Bacteria_16S 3202087 3202129 1 43 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

173828 Bacteria_16S 3203550 3203592 1 43 gi| 219846786 |ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

173828 Bacteria_16S 3206549 3206591 1 43 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

173828 Bacteria_16S 3208074 3208116 1 43 gi| 219846783 |ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

173828 Bacteria_16S 3209560 3209602 1 43 gi|219846782|ref|NR_026374.1| Sphingomonas mali 
strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

173828 Bacteria_16S 3211052 3211094 1 43 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

173828 Bacteria_16S 3212562 3212604 1 43 gi|219846780|ref|NR_026372.1| Helicobacter 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

173828 Bacteria_16S 3214047 3214089 1 43 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

173828 Bacteria_16S 3215572 3215614 1 43 gi|219846777|ref|NR_026369.1| Corynebacterium 


imitans strain 20 


23 16S ribosomal RNA, partial sequence 


3214549 3216020 Coryne 


bacterium imitans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


173828 Bacteria_16S 3221690 32217321 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janth 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 


173828 Bacteria_16S 3223209 32232511 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 
Proteobacteria; 


agaricidamnosum Bacteria; 
Janthinobacterium. 


173828 Bacteria_16S 3224737 3224779 1 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 
173828 Bacteria_16S 
strain DSM 11140 


3226172 32262141 


173828 Bacteria_16S 
lipolytica strain 
Bacteria; Firmicutes; 
173828 Bacteria_16S 


3235297 3235339 1 


Clostridia; 
3236843 3236885 1 


griseocarneus strain DSM 40004 16S ribosomal RNA, 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
173828 Bacteria_16S 3238451 3238493 1 
glycolicus strain 


Desulfofustis. 
173828 Bacteria_16S 


3239948 32399901 


strain TagT2C 16S ribosomal RNA, partial sequence 


43 


43 


43 


43 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


43 


Clostridiales; 


43 


43 


PerGlyS 16S ribosomal RNA, complete sequence 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


43 


Betaproteobacteria; 


219846773 |ref 


gi 


219846772 
sequence 
Burkhol 


gi ref 


219846771 |ref 


gi 


219846770|ref 


gi 


219846764 |ref 


gi 


219846763 |ref 


gi 


Oxalobacteraceae; 


3222170 32236 


3223689 3225098 Actin 
Actinomycineae; Actinomycetaceae; 


NR_026365.1 


NR_026364.1 


NR_026363.1 


NR_026362.1 


NR_026356.1 


NR_026355.1 


Janthinobacterium 


inobacterium lividum 


Janthinobacterium. 
Janthinobacterium 


38 Janthinobacterium 
deriales; Oxalobacteraceae; 


Actinomyces europaeus 


omyces europaeus 


Janibacter limosus 


21 Janibacter limosus Bacteria; 
Intrasporangiaceae; 


Janibacter. 
Thermosyntropha 


JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 


Syntrophomonadaceae; Thermosyntropha. 


Streptomyces 


complete sequence 3235806 3237320 Streptomyces 


Actinomycet 


219846762 |ref 


gi 
Desulfobact 


219846761|ref 


gi 


3238968 3240379 Xanthobacter 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


173828 Bacteria_16S 3241385 3241427 1 


43 


strain NZ35 16S ribosomal RNA, partial sequence 


Firmicutes; 
173828 Bacteria_16S 


Clostridia; Clostridiales; 
3246038 3246080 1 


Clostridiaceae; 


43 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 
173828 Bacteria_16S 


Listeriaceae; Listeria. 
3249004 3249046 1 


43 


strain WV6 16S ribosomal RNA, partial sequence 


Firmicutes; 
173828 Bacteria_16S 
strain DSM 43678 


Clostridia; Clostridiales; 
3250386 3250428 1 


173828 Bacteria_16S 
strain DSM 43311 


3251886 3251928 1 


Microtetraspora. 
173828 Bacteria_16S 
strain DSM 43764 


3253391 3253433 1 


Actinomadura. 
173828 Bacteria_16S 
strain DSM 43067 


3254889 32549311 


Actinomadura. 


173828 Bacteria_16S 3256396 3256438 1 


lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 

173828 Bacteria_16S 3257909 3257951 1 
strain DSM 40297 
173828 Bacteria_16S 3259421 3259463 1 
strain DSM 43377 


173828 Bacteria_16S 
dassonvillei subsp. 

Nocardiopsis dassonvillei subsp. 
Actinomycetales; 
173828 Bacteria_16S 


3260931 3260973 1 


3262408 3262450 1 


Clostridiaceae; 


43 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 


43 


16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


43 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


43 


16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


43 


43 


16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 


43 


16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 


43 


albirubida strain DSM 40465 16S ribosomal RNA, 


219846760|ref 


gi 


3240430 3241833 Thermobrachium 
Thermobrachium. 


219846757 |ref 


gi 


3244997 3246422 Listeria grayi 


219846755 |ref 


gi 


ales; 
NR_026354.1 
erales; 


NR_026353.1 


NR_026352.1 


NR_026349.1 


NR_026347.1 


Xanthobacter. 


Streptomycineae; 


Desulfofustis 


3237371 3238917 Desulfofustis 
Desulfobulbaceae; 


Xanthobacter tagetidis 
tagetidis Bacteria; 


Thermobrachium celere 
celere Bacteria; 


Listeria grayi strain 
Bacteria; Firmicutes; 


Clostridium isatidis 


3247999 3249330 Clostridium isatidis Bacteria; 


Clostridium. 
gi| 219846754 |ref 
Streptosporanginea 

gi| 219846753 |ref 


Streptosporanginea 


219846752 |ref 


gi 
Streptosporanginea 


219846751|ref 


gi 
Streptosporanginea 


gi|219846750|ref 


Actinomycetal 


219846749 |ref 


gi 
Streptosporanginea 


gi| 219846748 | ref 


Streptosporanginea 
gi| 219846747 |ref 
pa 


26 Actinomadura 


21 Actinomadura 


NR_026346.1 


e} 
NR_026345.1 


e; 
NR_026344.1 
e; 
NR_026343.1 


e; 


NR_026342.1 
es; 


NR_026341.1 


NR_026340.1 


NR_026339.1 


rtial sequence 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 
Streptosporangiaceae; 


Actinomadura kijaniata 
kijaniata Bacteria; 


Thermomonosporaceae; 


Actinomadura madurae 
madurae Bacteria; 


Thermomonosporaceae; 


Nocardiopsis 


3255372 3256832 Nocardiopsis 
Streptosporangineae; 


Nocardiopsis listeri 


45 Nocardiopsis listeri Bacteria; 
e; Nocardiopsaceae; Nocardiopsis. 


Nocardiopsis alba 


56 Nocardiopsis alba Bacteria; 
e; Nocardiopsaceae; Nocardiopsis. 


Nocardiopsis 
3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; Nocardiopsaceae; 


43 


Nocardiopsis. 
219846746|ref 


gi 


NR_026338.1 


Sphingomonas trueperi 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 


Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


Sphingomonadac 


eae; 


Sphingomonas. 


173828 Bacteria_16S 
australicum strai 
australicum Bacte 
173828 Bacteria_16S 
DSM 10228 16S rib 


Firmicutes; Clost 


173828 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


173828 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


173828 Bacteria_16S 


strain LMG 5743 1 
Proteobacteria; 


strain LMG 5047 1 
Proteobacteria; 


strain LMG 708 16 
Proteobacteria; 


strain LMG 538 16 
Proteobacteria; G 


173828 Bacteria_16S 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


173828 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


173828 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


173828 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


173828 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


173828 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


173828 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


173828 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


173828 Bacteria_16S 


strain 1A-C 16S r 
Actinobacteria; A 


173828 Bacteria_16S 


strain BN6 16S ri 
Proteobacteria; A 


173828 Bacteria_16S 


strain DSM 44140 
Actinobacteria; A 


173828 Bacteria_16S 


vinaceum strain D 


vinaceum Bacteria; 


Micromonosporacea 


173828 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
173828 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


3263931 3263973 1 43 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3265450 3265492 1 43 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; 
3269933 3269975 1 43 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3286685 3286727 1 43 gi 


al 


Clostridiaceae; Cl 


pt 


ridia; Clostridiales; cl 


3289690 3289732 1 


Clostridiaceae; 
43 gi 


ammaproteobacteria; Xanthomonadales; xX 
3291215 3291257 1 43 gi 


an 


ammaproteobacteria; Xanthomonadales; xX 
3292767 3292809 1 43 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3294319 3294361 1 43 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3295869 3295911 1 43 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


an 


an 


an 


eq 
ia 


3297396 3297438 1 43 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3298922 3298964 1 43 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3303533 3303575 1 43 gi 
6S ribosomal RNA, 
lales; Salinicoccus. 

3305118 3305160 1 


en 
sp 


al 
st 


43 gi 


Lactobacil 
gi 


bacillales; Lactobacillaceae; 

3306658 3306700 1 43 
bacillales; Lactobacillaceae; Lactobacil 
3308137 3308179 1 43 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3309599 3309641 1 43 gi 
bosomal RNA, partial sequence 


en 
le 


bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


3321696 3321738 1 43 gi 


Sp 


219846745 
ia 
219846744 
3264433 32658 


219846741 
3268876 32703 


219846730 
16S ribosomal RNA, partial sequence 3285670 32871 


219846728 
6S ribosomal RNA, partial sequence 3288642 32901 


219846727 
6S ribosomal RNA, partial sequence 3290167 32916 


219846726 
3291719 32932 


219846725 
3293271 32947 


219846724 


219846723 
219846722 
219846719 


complete sequence 3302462 330 


219846718 
6S ribosomal RNA, partial sequence 3304055 330 


219846717 
6S ribosomal RNA, partial sequence 3305595 330 


219846716 


219846715 
3308619 331 


3311548 33129 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


ref 
sequenc 
Rhizob 


, 
ref 
ostridium. 

ref 


othrix. 
ref 
ostridium. 

ref 


thomonad 
ref 


thomonad 
ref 


thomonad 
ref 


thomonad 


uence 
Xantho: 


v 


ref 
ce 32963 
iraceae; 
ref 
sequenc 
ridiales 


a 
ref 
40 


ref 
55 
lus. 
ref 
71 
lus. 
ref 
ce 330 
S; Xan 


71 
th 
ref 
00 


hingomon 
ref 


173828 Bacteria_16S 


e 3262929 32643 
iale 


acea 


mona 


73 3297834 Ps 
Pse 


e 3297885 32 
Bl 


04 Salinicoccus 
44 Lactobacillus 
06 Lactobacillus 
57 3308568 Xanth 


obac 


30 Xanthobacter 


NR_026337.1 
8 
S; Hyphomic 
NR_026336.1 


NR_026333.1 


NR_026322.1 


NR_026320.1 


e; Xanthomo 
NR_026319.1 


e; Xanthomo 
NR_026318.1 


e} 
NR_026317.1 
e; Xanthomon 
963 
dales; Xant 
NR_026315.1 
eudo 
udobutyrivi 
NR_026314.1 
9934 
autia. 
NR_026311.1 


NR_026310.1 


NR_026309.1 


NR_026308.1 
° 
teraceae; Xa 
NR_026307.1 


lphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
3311107 3311149 1 43 gi|219846713|ref|NR_026305.1 

ibosomal RNA, partial sequence 3310081 33114 

ctinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
3312548 33125901 43 gi|219846712|ref|NR_026304.1 


eae; Sphingo 
NR_026297.1 


3 a 


n 


n 


b 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
acea 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
acea 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
Xanthomon 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
acea 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 

2 Blautia 


Salinicoccus roseus 


roseus Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 
adac 


bium. 
Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


ctinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
3324752 33247941 43 gi|219846702|ref|NR_026294.1| Dactylosporangium 
SM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Dactylosporangium. 
3326279 3326321 1 43 gi|219846701|ref|NR_026293.1| Dactylosporangium 
43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
3327800 3327842 1 43 gi|219846700|ref|NR_026292.1| Dactylosporangium 
ain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Dactylosporangium. 
3329319 3329361 1 43 gi|219846699|ref|NR_026291.1| Dactylosporangium 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 


173828 Bacteria_16S 


strain DSM 43040 


strain DSM 43039 


strain DSM 43151 


3330847 3330889 1 43 gi 


3332375 3332417 1 43 gi 


3333870 3333912 1 43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_16S 
in DSM 43805 16S ribosomal RNA, partia 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


173828 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


173828 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


173828 Bacteria_16S 


DSM 803 16S ribos 


3335364 3335406 1 43 gi 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3338369 33384111 43 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3339881 3339923 1 43 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

3341405 3341447 1 
omal RNA, partial sequence 


43 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


173828 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
173828 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


173828 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


173828 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


173828 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


173828 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


173828 Bacteria_16S 


strain DSM 9580 1 
Actinobacteria; A 


3342932 33429741 43 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3344451 3344493 1 43 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3345979 3346021 1 43 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3347505 3347547 1 43 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3349031 3349073 1 43 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3350570 3350612 1 43 gi 


etaproteobacteria; Burkholderiales; Bu 
3352090 3352132 1 43 gi 


ctinobacteridae; Actinomycetales; Micr 


173828 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


173828 Bacteria_16S 


strain DSM 7083 1 
Actinobacteria; A 


173828 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


173828 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


3355175 3355217 1 43 gi 
rain CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 
3356735 3356777 1 43 gi 
ctinobacteridae; Actinomycetales; Micr 
3358298 3358340 1 43 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3359862 3359904 1 43 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 


173828 Bacteria_16S 


3367510 3367552 1 43 gi 


219846698 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 


219846697 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 


219846696 


16S ribosomal RNA, partial sequence 3332861 33343 
omonospori 


219846695 
1 


219846693 
al sequenc 
e; 


219846692 
rt 
dae; 


219846690 


3340376 3341852 Micro 
omonospori 


219846689 
nce 33419 
ales; 


219846688 
33434 
ales; 
219846687 
e 33449 
ales; 
219846686 
ce 33464 
ales; Micr 
219846685 
33480 
Micr 


ales; 


219846684 


6S ribosomal RNA, partial sequence 3349528 33510 


rkholderia 
219846683 


6S ribosomal RNA, partial sequence 3351066 33525 


ococcineae 
219846680 
ete sequen 
ae; Actino 


v 


219846679 


6S ribosomal RNA, partial sequence 3355696 33572 


ococcineae 
219846678 
1 sequence 
e; 


219846677 
sequence 


, 


219846672 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 


longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


eae; Streptosporangium. 


omonospori 


omonospori 


sequence 
Actinomy 


Actinomycet 


ial sequ 
Actin 


Micr 


Micr 


Micr 


Actinomycet 


Actinomy 


ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_026287.1| Actinoplanes 

3334351 3335794 Actinoplanes 
cetales; Micromonosporineae; 


ref|NR_026285.1 
e 3337354 333881 
ales; Coryne 


Mycobacterium 
3 Mycobacterium 
bacterineae; 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


ref 
mono 
neae 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


NR_026282.1 
spora rosari 
Micromonos 


v 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


ref |NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 
omonosporineae; Micromonosporaceae; 


ref|NR_026279.1| Micromonospora 
50 3346425 Micromonospora aurantiaca 
omonosporineae; Micromonosporaceae; 


ref|NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 
ceae; Paucimonas 
ref|NR_026275.1| Agrococcus jenensis 
38 Agrococcus jenensis Bacteria; 

; Microbacteriaceae; Agrococcus. 
ref|NR_026272.1| Brachybacterium 

ce 3354134 3355645 Brachybacterium 
mycetales; Micrococcineae; 


ref|NR_026271.1| Dermabacter hominis 

06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 

ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 

ales; Micrococcineae; 


NR_026269.1 
3358821 336033 
les; Microco 


Brachybacterium 
2 Brachybacterium 
ccineae; 


ref|NR_026264.1| Streptosporangium 
3366504 3367953 Streptosporangium 
Streptosporangineae; 


173828 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


173828 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


173828 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
173828 Bacteria_16S 


strain M17C 16S r 


strain DSM 44015 
Bacteria; Actinob 


173828 Bacteria_16S 


strain DSM 2062 1 


Bacteria; Actinob 
Promicromonospora 


173828 Bacteria_16S 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 33981 


Actinobacteria; A 


173828 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


173828 Bacteria_16S 


strain DSM 20167 
Actinobacteria; A 


173828 Bacteria_16S 


strain DSM 20119 
Actinobacteria; A 


173828 Bacteria_16S 


strain DSM 20138 
Actinobacteria; A 


173828 Bacteria_16S 


histidinolovorans 
histidinolovorans 
Micrococcaceae; A 


173828 Bacteria_16S 


strain DSM 20116 
Actinobacteria; A 


173828 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


173828 Bacteria_16S 


strain NCTC 10951 
Actinobacteria; A 


173828 Bacteria_16S 


strain CIP 103259 
Actinobacteria; A 


173828 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


173828 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


173828 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


3369010 3369052 1 43 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3370506 3370548 1 43 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3372005 3372047 1 43 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


se 
Ac 


ue 
in 


nc 
al 


3378100 3378142 1 43 
ibosomal RNA, partial sequence 


gi 


oc 
3381169 33812111 43 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3394697 3394739 1 43 gi 


al 


oc 


3396206 3396248 1 43 gi 
en 


acteria; Actinobacteridae; Actinomycetal 


3397709 3397751 1 43 gi 


ctinobacteridae; Actinomycetales; Microc 
3399236 3399278 1 43 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 
A 
3400771 3400813 1 43 gi 
ctinobacteridae; Actinomycetales; Micr 
3402297 3402339 1 43 gi 


oc 


ctinobacteridae; Actinomycetales; Microc 


3403836 3403878 1 43 gi 


ctinobacteridae; Actinomycetales; Micr 

3405366 3405408 1 43 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 

rthrobacter. 

3406892 3406934 1 


oc 


ar 
ri 
43 gi 
ctinobacteridae; Actinomycetales; Micr 
3408460 3408502 1 43 gi 


DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


oc 


eq 


v 


3413043 3413085 1 43 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3414505 3414547 1 43 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3415973 3416015 1 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


no 


no: 


al 


3430824 3430866 1 43 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3432196 3432238 1 43 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 


s 
A 


s 
Ac 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 
citrea strain DSM 43110 16S ribosomal RNA, partial sequ 


219846648 


219846647 


219846671 


quence 
tinomyce 


219846670 


nce 
omycetal 


219846669 


33709 
Stre 


e 
es; 


219846664 
3377063 33785 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 


occineae 


219846662 


33801 


es; Cory 


occineae 


ce 33951 
es; Micr 


occineae 


219846646 


equence 
ctinomyc 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
occineae; 
219846644 
16S ribosomal RNA, partial sequence 3401264 34027 


occineae 


219846643 
16S ribosomal RNA, partial sequence 3402800 34042 


occineae 


219846642 


tial seq 
dae; Act 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 


occineae 


219846640 


uence 
Syntroph 


219846636 


34120 


34134 
mycineae 


219846634 


34149 


es; Micr 


219846624 


equence 
ctinomyc 


219846623 


equence 
tinomyce 


173828 Bacteria_16S 


3433644 3433686 1 43 gi 


219846621 


mycineae; 
219846635 


ref|NR_026263.1 
3368004 336944 
tales; Streptosp 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


ref |NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


ref |NR_026256.1 


; Dermacoccaceae 
ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026241.1 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 


Streptosporangiaceae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


; Brevibacteriac 
ref |NR_026240.1 
98 3396650 Promic 
ococcineae; Pro 


ref |NR_026239.1 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


micromonosporaceae Hi 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


; Cellulomonadac 
ref |NR_026238.1 

3398202 339968 
etales; Micrococ 


ref |NR_026237.1 
13 Arthrobacter 
3 Micrococcacea 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref |NR_026232.1 

3407396 340888 
obacterales; Syn 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref|NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref|NR_026216.1 
3429781 343112 
etales; Coryneba 


ref|NR_026215.1 
3431175 343257 
tales; Corynebac 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter oxydans 


’ 


oxydans Bacteria; 


’ 


Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


’ 


Arthrobacter. 
Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


ref |NR_026213.1 


Corynebacterium 


xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
173828 Bacteria_16S 3435002 3435044 1 43 gi|219846620 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 


ref|NR_026212.1| Corynebacterium 
3433993 3435373 Corynebacterium 


pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 
173828 Bacteria_16S 3436436 3436478 1 43 gi|219846619 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 34367 


ref|NR_026211.1| Corynebacterium auris 
52 Corynebacterium auris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
173828 Bacteria_16S 3437839 3437881 1 43 gi|219846618 
radioresistens DSM 6976 16S ribosomal RNA, partial sequence 34368 


ref|NR_026210.1| Acinetobacter 
03 3438261 Acinetobacter radioresistens 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


173828 Bacteria_16S 3439348 34393901 43 gi| 219846617 


ref|NR_026209.1| Acinetobacter lwoffii 


DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter 


173828 Bacteria_16S 3440858 3440900 1 43 gi|219846616 
strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 34412 


ref|NR_026208.1| Acinetobacter junii 
80 Acinetobacter junii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


173828 Bacteria_16S 3442367 3442409 1 43 gi| 219846615 


ref|NR_026207.1| Acinetobacter 


haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Acinetobacter. 
173828 Bacteria_16S 3443877 3443919 1 43 gi|219846614 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 


ref|NR_026206.1| Acinetobacter 
3442841 3444299 Acinetobacter 


baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


173828 Bacteria_16S 3448474 3448516 1 43 gi|219846611 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 


ref|NR_026203.1| Streptomyces 
3447437 3448952 Streptomyces 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
173828 Bacteria_16S 3450041 3450083 1 43 gi|219846610 
strain NRRL 2418 16S ribosomal RNA, complete sequence 34490 


ref|NR_026202.1| Streptomyces caelestis 
03 3450520 Streptomyces caelestis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 


Streptomyces. 
173828 Bacteria_16S 3454703 3454745 1 43 gi|219846607 
strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
173828 Bacteria_16S 3456232 3456274 1 43 gi| 219846606 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
173828 Bacteria_16S 3457761 3457803 1 43 gi|219846605 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
173828 Bacteria_16S 3459255 3459297 1 43 gi| 219846603 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequenc 


ref|NR_026199.1| Kocuria kristinae 
36 Kocuria kristinae Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026198.1| Arthrobacter agilis 
68 Arthrobacter agilis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026197.1| Nesterenkonia halobia 
69 Nesterenkonia halobia Bacteria; 

; Micrococcaceae; Nesterenkonia. 
ref|NR_026195.1] Arthrobacter 

e 3458220 3459692 Arthrobacter 


protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 
173828 Bacteria_16S 3460776 3460818 1 43 gi|219846602 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequenc 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actino 
Micrococcaceae; Arthrobacter. 
173828 Bacteria_16S 3462297 3462339 1 43 gi|219846601 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
173828 Bacteria_16S 3463819 3463861 1 43 gi| 219846600 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial seque 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actin 
Micrococcaceae; Arthrobacter. 
173828 Bacteria_16S 3465343 3465385 1 43 gi|219846599 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
173828 Bacteria_16S 3466865 3466907 1 43 gi| 219846598 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 

nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Arthrobacter. 
173828 Bacteria_16S 3468387 3468429 1 43 gi| 219846597 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequ 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Acti 
Micrococcaceae; Arthrobacter. 


ref|NR_026194.1] Arthrobacter 
e 3459743 3461210 Arthrobacter 
mycetales; Micrococcineae; 


ref|NR_026193.1] Arthrobacter ramosus 
33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 
omycetales; Micrococcineae; 


ref|NR_026191.1] Arthrobacter pascens 
79 Arthrobacter pascens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026190.1] Arthrobacter 

3465830 3467301 Arthrobacter 
tales; Micrococcineae; Micrococcaceae; 


ref|NR_026189.1] Arthrobacter 
ence 3467352 3468823 Arthrobacter 
nomycetales; Micrococcineae; 


173828 Bacteria_16S 3469913 3469955 1 43 gi| 219846596 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


ref|NR_026188.1| Arthrobacter citreus 
48 Arthrobacter citreus Bacteria; 
; Micrococcaceae; Arthrobacter. 


173828 Bacteria_ 


globiformis strai 
globiformis Bacte 


Arthrobacter. 
173828 Bacteria_ 
strain DSM 43205 


16S 3471433 34714751 43 gi|219846595|ref|NR_026187.1 
n DSM 20124 16S ribosomal RNA, partial sequence 3470399 347186 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
16S 3472940 3472982 1 43 gi|219846594|ref|NR_026186.1 


16S ribosomal RNA, partial sequence 3471913 34733 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

173828 Bacteria_16S 3474475 3474517 1 43 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 
strain : DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

173828 Bacteria_16S 3477524 3477566 1 43 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

173828 Bacteria_16S 3479076 3479118 1 43 gi|219846590|ref|NR_026182.1| Actinomyces georgiae 


strain 6843 DSM 1 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
173828 Bacteria_16S 
acetireducens str 
acetireducens Bac 
173828 Bacteria_16S 


strain DSM 40089 


173828 Bacteria_16S 


strain DSM 3133 1 


strain DSM 7345 1 
Proteobacteria; 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


173828 Bacteria_16S 
municipale strain 
municipale Bacter 
Pseudonocardiacea 
173828 Bacteria_16S 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
173828 Bacteria_16S 


strain DSM 20425 


strain DSM 43045 


strain DSM 20145 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
173828 Bacteria_16S 3507695 3507737 1 43 gi|219846571|ref|NR_026163.1 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 350814 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

173828 Bacteria_16S 3509216 3509258 1 43 gi|219846570|ref|NR_026162.1 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 350966 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Microbacteriaceae; Microbacterium. 

173828 Bacteria_16S 3510736 3510778 1 43 gi|219846569|ref|NR_026161.1 


imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 


D 
173828 Bacteria_16S 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
173828 Bacteria_16S 


3482009 3482051 1 43 gi 
16S ribosomal RNA, partial sequence 


3483468 3483510 1 43 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3485020 3485062 1 43 gi 


Stre 
3486587 3486629 1 43 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3488152 3488194 1 


v 
43 gi 
oc 


3489708 3489750 1 43 gi 


eltaproteobacteria; Desulfuromonadales; 


3491215 3491257 1 43 gi 
DSM 40221 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 

3492753 3492795 1 43 gi 
ATCC 43826 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3494300 3494342 1 43 gi 
DSM 44069 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

e; Thermocrispum. 

3498731 3498773 1 43 gi 
16S ribosomal RNA, partial sequence 


Ac 


, 


Ac 


3503122 3503164 1 43 gi 


oc 


3504650 3504692 1 43 gi 


oc 


3506177 3506219 1 43 gi 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
173828 Bacteria_16S 


no 
219846588 


no: 
219846587 
al 
di 
219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
173828 Bacteria_16S 
bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae; 


pt 
219846585 

s 
Actinomyc 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 219846583 


6S ribosomal RNA, partial sequence 3488653 34901 


219846582 
se 


219846581 
se 
id 


219846580 
se 


219846577 


no 
219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


; Actinomycetace 
ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026178.1 


mycineae 


34809 
mycineae 


sequenc 
ales; Cl 


omycinea treptomyceta 
NR_026177.1 
3485550 348706 


etal epto: 


equence 


ref|NR_026176.1 


occineae; Cellulomonadac 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026174.1 

3490176 349169 
tales; Streptomy 


Desulfur 


quence 
tinomyce 


ref|NR_026173.1 
3491744 349320 
nomycetales; Cor 


quence 
ae; Acti 


v 


ref|NR_026172.1 
3493260 349458 
tales; Pseudonoc 


quence 
tinomyce 


ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026166.1 


34976 
mycineae 


evibacteriac 
NR_026165.1 


occineae; Br 


ref 


crobacteriac 
NR_026164.1 


occineae; Mi 


ref 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Clostridium 

2 Clostridium 

ostridium. 

Streptomyces galbus 


99 Streptomyces galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Desulfuromusa bakii 

bakii Bacteria; 

ulfuromusa. 
Streptomyces 

3 Streptomyces 

cineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 


3509716 351118 


5 Microbacterium 


imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


173828 Bacteria_16S 
lacticum strain D 
lacticum Bacteria 
Microbacterium. 
173828 Bacteria_16S 
strain DSM 7485 1 


v 


173828 Bacteria_16S 
strain DSM 7486 1 


173828 Bacteria_16S 
strain DSM 20542 


173828 Bacteria_16S 
strain DSM 20528 


173828 Bacteria_16S 
strain ATCC 33530 
Bacteria; Teneric 
173828 Bacteria_16S 
acidigallici stra 
acidigallici Bact 
Pelobacter. 
173828 Bacteria_16S 
strain DSM 6984 1 
Proteobacteria; B 
173828 Bacteria_16S 
gregorii strain N 
gregorii Bacteria; 
Pseudonocardiaceae; 
173828 Bacteria_16S 
strain DSM 6736 1 
Firmicutes; Clost 
173828 Bacteria_16S 
DSM 316 16S ribos 
Clostridia; Clost 
173828 Bacteria_16S 
strain DSM 286 16 
Firmicutes; Clost 
173828 Bacteria_16S 
pseudalcaliphilus 
pseudalcaliphilus 
173828 Bacteria_16S 
strain DSM 8723 
Firmicutes; Bacil 
173828 Bacteria_16S 
strain DSM 8722 
Firmicutes; Bacil 
173828 Bacteria_16S 
strain DSM 8721 
Firmicutes; Bacil 
173828 Bacteria_16S 
strain DSM 8720 
Firmicutes; Bacil 
173828 Bacteria_16S 
strain DSM 8716 
Firmicutes; Bacil 
173828 Bacteria_16S 
strain DSM 8715 
Firmicutes; Bacil 
173828 Bacteria_16S 
DSM 6307 16S ribo 
Bacillales; Bacil 
173828 Bacteria_16S 
paraputrificum st 
paraputrificum Ba 
173828 Bacteria_16S 
strain IndiB4 16S 
Firmicutes; Clost 
173828 Bacteria_16S 


eria; 


SM 20427 
Actino 


6S ribos 
Actinobacteria; Actinobac 


6S ribos 
Actinobacteria; Actinobac 


16S ribo 
Actinobacteria; Actinobac 


16S ribo 
Actinobacteria; Actinobac 


ridiales; 


lales; 


lales; 


lales; 
6S ribosomal RNA, 
lales; 
lales; 


6S ribosomal RNA, 
lales; 


somal RNA, 
laceae; 


cteria; 


3512260 3512302 1 


3513784 3513826 1 


3515308 3515350 1 


3516827 3516869 1 


3518349 3518391 1 


3519904 3519946 1 


3521444 3521486 1 
Proteobacteria; 


3522974 35230161 


3524469 35245111 


3529047 3529089 1 


Clostridiales; 
3532074 35321161 


omal RNA, partial sequence 
Clostridiaceae; 


3533520 3533562 1 


S ribosomal RNA, partial sequence 
ridia; 


Clostridiales; 
3535072 35351141 


Firmicutes; 
3536639 3536681 1 


6S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
3538195 3538237 1 


6S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
3539766 3539808 1 


6S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
3541338 3541380 1 


Bacillaceae; 
3542893 3542935 1 


6S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
3544449 3544491 1 


Bacillaceae; 
3546005 3546047 1 


Bacillus. 
3550601 3550643 1 


Firmicutes; 
3552132 35521741 


ribosomal RNA, partial sequence 
ridia; 


Clostridiales; 
3553665 3553707 1 


complete sequence 
Bacillus. 


complete sequence 
Bacillus. 


complete sequence 


43 gi 


16S ribosomal RNA, partial se 
bacteria; Actinobacteridae; Ac 


43 gi 


43 gi 
43 gi 
43 gi 


43 gi 


16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


43 gi 


in DSM 2377 16S ribosomal RNA, partial 


Deltaproteobacte 


43 gi 


43 gi 


CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 


43 gi 
Clostridiaceae; 
43 gi 


Sarcina. 

43 gi 
Clostridiaceae; 
43 gi 


DSM 8725 16S ribosomal RNA, partial s 
Bacteria; 


Bac 
gi 


Bacillales; 
43 


43 gi 
43 gi 
43 gi 
43 gi 
43 gi 
43 gi 


43 gi 


rain ATCC 25780 16S ribosomal RNA, par 
Clostridia; 


Clostr 


43 gi 


Clostridiaceae; 
43 gi 


219846568 
quence 
tinomyceta 


219846567 


omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micr 


occineae 


66 


oc 
2198465 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micr 


ococcineae 
219846565 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micr 


occineae 
64 


oc 
2198465 


somal RNA, partial sequence 3517327 35187 
teridae; Actinomycetales; Micr 


ococcineae 
219846563 
35188 


219846562 
sequence 
ria; Desul 


219846561 


6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhodoc 


yclaceae 
219846560 
equence 
tinomyceta 


219846557 


6S ribosomal RNA, partial sequence 3528019 35294 
ridia; 


Clostridiu 
219846555 


3531057 3532455 Sarci 


219846554 


3532506 35339 


Sarcina. 
219846553 

equence 

illaceae; 
219846552 


3535585 35370 


219846551 


3537139 35386 


219846550 


3538695 35402 


219846549 


3540266 35417 


219846548 


3541838 35433 


219846547 


3543393 35448 


219846546 


3544949 35464 


219846543 
tial seque 
idiales; C 
219846542 


3551089 35526 


Caloramato 
219846541 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter. 


les; 
ref 


7 Mi 
ref 


7 Mi 
ref 


7 Mi 
ref 


7 Mi 
ref 


ref 
furo 
ref 


Th 


les; 
ref 
m. 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 

nce 

lost 
ref 


r. 


33 Rathayibacter 


54 Rathayibacter 


na maxima B 


88 Bacillus 


44 Bacillus 


42 Bacillus 


98 Bacillus 


54 Bacillus 


Microc 
NR_026159.1 


crobacteriac 
NR_026158.1 


crobacteriac 
NR_026157.1 


crobacteriac 
NR_026156.1 


crobacteriac 
NR_026155.1 


49 3520338 Mycopl 


NR_026154.1 


3520389 352188 


monadales; P 


NR_026153.1 


Pseudo 
NR_026149.1 
NR_026147.1 
acter 


NR_026146.1 


NR_026144.1 


NR_026143.1 


NR_026142.1 


NR_026141.1 


NR_026140.1 


NR_026139.1 


NR_026138.1 


NR_026135.1 
354957 
ridiaceae; C 
NR_026134.1 


ref 


cohnii Bacteria; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Mycoplasma genitalium 
asma genitalium 


Pelobacter 
2 Pelobacter 


elobacteraceae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


mapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Clostridium 

2 3551038 Clostridium 

lostridium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


NR_026133.1 


Gluconacetobacter 


3552654 3554134 Gluconacetobacter 


173828 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 
173828 Bacteria_16S 
strain 106 16S ri 
B 
173828 Bacteria_16S 


Proteobacteria; 
strain NCIB 8621, 


Bacteria; 


strain DSM 3503 1 


Bacteria; 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


173828 Bacteria_16S 


stercorarium subs 
Clostridiaceae; 


thermopalmarium s 


thermopalmarium B 
173828 Bacteria_16S 
acetivorans strai 
Proteob 
173828 Bacteria_16S 


Bacteria; 


strain Anox B 16S 
Proteobacteria; 


strain BL 70/20 1 
Firmicutes; 


strain LMG 7837 1 


Sinorhizobium. 


173828 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


173828 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


173828 Bacteria_16S 


strain NCIMB 1493 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 

173828 Bacteria_16S 3616102 3616144 1 43 gi|219846495|ref|NR_026087.1 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
173828 Bacteria_16S 3617613 3617655 1 43 gi|219846494|ref|NR_026086.1 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

173828 Bacteria_16S 3623242 3623284 1 43 gi|219846490|ref|NR_026082.1 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 362222 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex ( 
173828 Bacteria_16S 3624743 3624785 1 43 gi|219846489|ref|NR_026081.1 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
173828 Bacteria_16S 3626288 3626330 1 43 gi|219846488|ref|NR_026080.1 


strain ATCC 35799 


Proteob 
Acetobacter subge 
173828 Bacteria_16S 


B 
173828 Bacteria_16S 


Clost 
173828 Bacteria_16S 
celerecrescens st 
celerecrescens Ba 
173828 Bacteria_16S 


3555196 3555238 1 43 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1 


3556780 3556822 1 43 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3570323 3570365 1 43 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

3574869 3574911 1 


gi 


43 gi 
Ac 
3577886 3577928 1 43 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3580817 3580859 1 43 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


ne 


1 


3582370 3582412 1 43 gi 
p- thermolacticum strain TX41 16S ribo 


lostridium. 
3583915 3583957 1 43 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3588594 3588636 1 43 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3590154 3590196 1 43 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3593206 3593248 1 43 


ri 


nc 
el 


Id 
gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3599357 3599399 1 43 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3603985 3604027 1 43 gi 


al 


bi 


3608530 3608572 1 43 gi 
ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

3610043 3610085 1 
16S ribo 
lales; Planococcaceae; 
3611525 3611567 1 
16S rib 


43 gi 
Planococcus. 

43 gi 
osomal RNA, partial sequence 


219846540 
ri 


219846538 
3555718 35572 
oc 
219846529 
eq 
ri 


219846526 
6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
173828 Bacteria_16S 
capsulatus strain 
Proteob 
173828 Bacteria_16S 


219846524 


le 
219846522 


ba 


219846521 
so 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 
Cc 
173828 Bacteria_16S 219846520 


eq 


219846517 


219846516 
3589120 35906 
eo 
219846513 
6S ribosomal RNA, partial sequence 3592199 35936 


219846508 
id 
219846504 
6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
219846500 
eq 
219846499 
somal RNA, partial sequence 3608971 36104 


2198464 


ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


sequence 
a; Rhodo 


ref |NR_026130.1 


+ Zoogloea. 
ref |NR_026121.1 
3569313 357079 
Acetobacteraceae 


yclaceae 


uence 
llales; 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026114.1 
3579840 358126 
Rhodospirillales 


etobacte 


35769 
Brady 


2 
Ss; 


sequence 
cteria; 


ref 
par 


NR_026113.1 


mal RNA, tial sequenc 


ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 


ref|NR_026108.1 


uence 
diales; 


e 35875 
lales; D 


nella. 
ref|NR_026105.1 
ostridium. 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


sequenc 
iales; C 


aceae; S 


ref|NR_026092.1 
3607525 360892 
ales; Corynebact 


uence 
inomycet 


, 


ref|NR_026091.1 


98 
36104 


ref|NR_026090.1 
51 3611882 Planoc 


16S ribosomal RNA, complete sequence 


Clostridia; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


, 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Blastobacter 
bacter capsulatus 
astobacter. 

Roseococcus 
5 Roseococcus 
Acetobacteraceae; 


, 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Clostridium 
5 Clostridium 
Clostridium. 
Desulfurella 
urella acetivorans 
Desulfurella. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium 
6 Clostridium 
lostridium. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Mycobacterium 
0 Mycobacterium 


erineae; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 
ycetales; 

MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 


3625268 3626729 Mycoba 


Mycobacterium szulgai 
cterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


173828 Bacteria_ 


strain NCTC 83785 
Proteob 


Bacteria; 
173828 Bacteria_ 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


173828 Bacteria_ 


strain MIT 95-170 
Proteob 


Bacteria; 
173828 Bacteria_ 


strain ATCC 43910 
Bacteria; Actinob 


Mycobacterium. 


173828 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 


Streptomycetaceae 
173828 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae; 
173828 Bacteria_16S 
paracochleata str 
paracochleata Bac 
Streptomycetaceae 
173828 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 
173828 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
173828 Bacteria_16S 


strain USDA 1844 


strain Inkinen 16 
Proteobacteria; E 


173828 Bacteria_16S 
halophilum strain SEBR 3139 16S ribosomal RNA, partial 

halophilum Bacteria; Firmicutes; Clostridia; Clostridia 
173828 Bacteria_16S 
tamworthensis strain Benl03 16S ribosomal RNA, partial 


tamworthensis Bac 
Amaricoccus. 


173828 Bacteria_16S 
strain H152 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
173828 Bacteria_16S 


strain IC079 16S 
Proteobacteria; 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


173828 Bacteria_16S 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 


173828 Bacteria_16S 


strain CNS 2-75 1 


Bacteria; Proteob 


173828 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


173828 Bacteria_16S 
dejongeii strain FC1 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


G 
173828 Bacteria_16S 


16S 3627853 3627895 1 43 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
16S 3634011 3634053 1 43 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m. 
16S 3635539 3635581 1 43 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
16S 3637033 3637075 1 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3638572 3638614 1 43 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3640124 3640166 1 43 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 

3641693 3641735 1 43 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3643218 3643260 1 43 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3644750 3644792 1 43 

S ribosomal RNA, partial sequence 


’ 


v 


’ 


’ 


gi 


Stre 


3646231 3646273 1 43 gi 


3647728 3647770 1 43 

S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3653884 3653926 1 43 gi 


gi 


3655407 3655449 1 43 gi 


teria; Proteobacteria; Alphaproteobact 


3656886 3656928 1 43 
ibosomal RNA, partial sequence 


gi 


3661573 3661615 1 43 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
3664626 3664668 1 43 gi 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
Mycobacterium. 

3679898 3679940 1 43 gi 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 
3684310 3684352 1 


gi 


43 gi 


3693457 3693499 1 43 gi 


acteria; Gammaproteobacteria; Methyloc 
3697897 3697939 1 43 gi 


psilonproteobacteria; Campylobacterale 


3643713 36451 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
173828 Bacteria_16S 
3646715 36481 


3655877 36573 
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173828 Bacteria_16S 3746927 3746969 1 43 gi|219846403|ref|NR_025994.1| Nonomuraea angiospora 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
173828 Bacteria_16S 3748390 3748432 1 43 gi|219846402|ref|NR_025993.1| Nonomuraea africana 
strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 3748820 Nonomuraea africana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
173828 Bacteria_16S 3757511 3757553 1 43 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

173828 Bacteria_16S 3769454 3769496 1 43 gi|219846385|ref|NR_025976.1| Clavibacter 
michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 3768438 3769927 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 

173828 Bacteria_16S 3771015 3771057 1 43 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 
strain R001 16S ribosomal RNA, partial sequence 3769978 3771422 Ralstonia syzygii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

173828 Bacteria_16S 3773997 3774039 1 43 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
173828 Bacteria_16S 3781618 3781660 1 43 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

173828 Bacteria_16S 3789091 3789133 1 43 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

173828 Bacteria_16S 3790572 3790614 1 43 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

173828 Bacteria_16S 3792108 3792150 1 43 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

173828 Bacteria_16S 3795133 3795175 1 43 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

173828 Bacteria_16S 3801142 3801184 1 43 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium ciceri Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

173828 Bacteria_16S 3802651 3802693 1 43 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

173828 Bacteria_16S 3804212 3804254 1 43 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
strain 18323 16S ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

173828 Bacteria_16S 3805726 3805768 1 43 gi|219846359|ref|NR_025950.1| Bordetella 
parapertussis strain 522 16S ribosomal RNA, partial sequence 3804660 3806123 Bordetella 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
173828 Bacteria_16S 3807240 3807282 1 43 gi|219846358|ref|NR_025949.1| Bordetella 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
173828 Bacteria_16S 3808705 3808747 1 43 gi| 219846357 |ref|NR_025948.1| Campylobacter 
helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
173828 Bacteria_16S 3816465 3816507 1 43 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

173828 Bacteria_16S 3817990 3818032 1 43 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 

173828 Bacteria_16S 3819513 3819555 1 43 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

173828 Bacteria_16S 3821047 3821089 1 43 gi| 219846349 |ref|NR_025940.1| Helicobacter 
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173828 Bacteria_16S 3839164 3839206 1 43 gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
173828 Bacteria_16S 3840665 3840707 1 43 gi|219846335|ref|NR_025925.1| Blastococcus 
aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

173828 Bacteria_16S 3842214 3842256 1 43 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

173828 Bacteria_16S 3845283 3845325 1 43 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
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173828 Bacteria_16S 3846762 3846804 1 43 gi|219846331|ref|NR_025921.1| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

173828 Bacteria_16S 3848252 3848294 1 43 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 

173828 Bacteria_16S 3849742 3849784 1 43 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

173828 Bacteria_16S 3854302 3854344 1 43 gi|219846326|ref|NR_025916.1| Leptothrix discophora 


strain SS-1 16S r 
Proteobacteria; B 


173828 Bacteria_16S 


strain 4229 16S r 
Tenericutes; Moll 


173828 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


173828 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


173828 Bacteria_16S 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


173828 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


173828 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


173828 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


173828 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3860292 3860334 1 43 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


pt 


ribosomal RNA, partial sequence 


3871442 387 


3853246 38547 


othrix. 


219846322 
3859256 38606 


29 


173828 Bacteria_16S 


metallireducens strain GS-15 16S ribosomal RNA, partial sequence 


30 Leptothrix discophora Bacteria; 


ref|NR_025912.1| Mycoplasma imitans 
94 Mycoplasma imitans Bacteria; 


3861843 3861885 1 43 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
1 RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillaceae; Lactobacillus. 
3869470 3869512 1 43 gi|219846316|ref|NR_025906.1| Arcobacter 
in CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
3870981 3871023 1 43 gi|219846315|ref|NR_025905.1| Arcobacter 
ain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
teria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
3872513 3872555 1 43 gi|219846314|ref|NR_025904.1| Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


lales; Bacillales Family XI. Incertae Sedis; Gemella. 
3874100 3874142 1 43 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

3875638 3875680 1 43 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
6S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

3881821 3881863 1 43 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
ain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
rs 

3886505 3886547 1 43 gi|219846305|ref|NR_025895.1| Geobacter 


3885428 3886973 Geobacter 


metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; 


Geobacter. 


173828 Bacteria_16S 
stercoraria strai 
stercoraria Bacte 
173828 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


173828 Bacteria_16S 


strain F9251 16S 


ribosomal RNA, partial sequence 


3893217 38946 


Desulfuromonadales; 


Geobacteraceae; 


3888096 3888138 1 43 gi|219846304|ref|NR_025894.1| Vitreoscilla 
n Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
ria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 
3891170 3891212 1 43 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
a; Neisseriales; Neisseriaceae; Kingella. 
3894220 3894262 1 43 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

173828 Bacteria_16S 3898882 3898924 1 43 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

173828 Bacteria_16S 3901806 3901848 1 43 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

173828 Bacteria_16S 3903329 39033711 43 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 


strain IFO 15965 


amylolyticus stra 
amylolyticus Bact 


173828 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


173828 Bacteria_16S 


strain ATCC 19812 
Actinobacteria; A 


173828 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


173828 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


173828 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


ki 
3904909 3904951 1 43 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
3918280 3918322 1 43 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

3919834 3919876 1 43 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Stre 
3921415 3921457 1 43 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


ta: 
il 


al 
ae 


pt 


al 


3922996 3923038 1 43 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3924576 3924618 1 43 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


te 


, 


le 
e; 


, 


173828 Bacteria_16S 


diastatochromogen 
diastatochromogen 
Streptomycetaceae 


173828 Bacteria_16S 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


173828 Bacteria_16S 


strain RL-34 16S 
Actinobacteria; A 


173828 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


173828 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


173828 Bacteria_16S 


strain Karp 16S r 
Proteobacteria; A 


173828 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


173828 Bacteria_16S 


strain BN 126 16S 
Proteobacteria; A 


173828 Bacteria_16S 
strain OP 16S ribosomal RNA, partial sequence 


3926157 3926199 1 43 gi 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
3927737 3927779 1 43 gi 
in RL-110 16S ribosomal RNA, complete 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
3929318 3929360 1 43 
ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Stre 
3930904 3930946 1 43 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3932446 3932488 1 43 gi 
IFU 12706 16S ribosomal RNA, complete 
; Firmicutes; Lactobacillales; Carnoba 
3935256 3935298 1 43 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ric 
3939614 3939656 1 43 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


’ 


se 


’ 
v 


gi 
pt 


1 
ca 


se 
ct 


ke 


eq 
a; 


3941073 39411151 43 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 


gi 


bi 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


173828 Bacteria_16S 219846292 


219846282 


219846281 


219846280 


219846279 


Actinomyc 


219846278 


219846277 


219846276 


219846275 
3928271 39298 


219846274 
219846272 
219846270 


3934247 39357 


219846266 


219846265 
3940082 39414 


neae; Cr 


al seque 
laceae; 


sequenc 
Actino: 


v 
39187 
omycinea 


39203 


es; Stre 


sequenc 


te seque 
Actinom 


complete 
ridae; A 


quence 
Actinomy 


omycinea 


sequence 
ceae; Pl 


quence 
eriaceae 
ttsiacea 


uence 
Rhizobi 


aceae; A 


3942516 3942558 1 43 gi 


219846264 
3941522 3942934 Acidiphilium rubrum Bacteria; 


83 Cryptosporangium arvum Bacteria; 
yptosporangiaceae; Cryptosporangium. 
ref|NR_025882.1| Paenibacillus 

nce 3903834 3905341 Paenibacillus 
Paenibacillus. 
ref |NR_025872.1 
e 3917267 391873 
mycetales; Micro 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


ref|NR_025869.1| Streptomyces 
e 3921948 3923478 Streptomyces 
etales; Streptomycineae; 


ref 
nce 
ycet 


NR_025868.1 
392352 
Strept 


Streptomyces 

9 3925059 Streptomyces 
ales; omycineae; 
ref 
seq 
ctin 


NR_025867.1 
uence 392511 
omycetales; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


ref|NR_025866.1 
3926691 392822 
cetales; Strepto 


Streptomyces 
0 Streptomyces 
mycineae; 


ref|NR_025865.1 
00 Streptomyces scabiei Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025864.1| Planomicrobium 
3929851 3931322 Planomicrobium 
anomicrobium. 
ref |NR_025862.1 
3931373 393277 
; Granulicatell 
ref|NR_025860.1| Orientia tsutsugamushi 
05 Orientia tsutsugamushi Bacteria; 
e; Rickettsieae; Orientia. 
ref|NR_025856.1| Methylobacterium 
3938625 3940031 Methylobacterium 
ales; Methylobacteriaceae; 


Streptomyces scabiei 


Granulicatella 
8 Granulicatella 


ie) 


, 


ref|NR_025855.1| Rhodobium marinum 
71 Afifella marina Bacteria; 
fifella. 


ref|NR_025854.1| Acidiphilium rubrum 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


173828 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


173828 Bacteria_16S 


strain PW2 16S ri 


3943977 3944019 1 43 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3945438 3945480 1 43 gi 
bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


173828 Bacteria_16S 


strain Lhet2 16S 


3946897 3946939 1 43 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


173828 Bacteria_16S 


strain KLB 16S ri 


3948362 3948404 1 43 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


173828 Bacteria_16S 


strain 101 16S ri 


3949820 3949862 1 43 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


173828 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


173828 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


173828 Bacteria_16S 


strain ATH 2.2.1 


Proteobacteria; B 


173828 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


173828 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


173828 Bacteria_16S 


strain NZP 2213 1 


3958814 3958856 1 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
3960348 3960390 1 43 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 

3961866 3961908 1 


43 gi 


43 gi 
etaproteobacteria; Burkholderiales; Ru 
3963369 39634111 43 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3966334 3966376 1 43 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3967850 3967892 1 
6S ribosomal RNA, 


43 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


173828 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


173828 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


173828 Bacteria_16S 


denitrificans str 
denitrificans Bac 


173828 Bacteria_16S 
16S ribosomal RNA, partial sequence 3972687 39741 


strain IAM 12670 


Proteobacteria; B 


173828 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


173828 Bacteria_16S 


strain IAM 13153 


3969352 3969394 1 43 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3970801 3970843 1 43 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3972224 3972266 1 43 gi 


ain AS-P1l 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
3973725 3973767 1 43 gi 


etaproteobacteria; Burkholderiales; Ox 

3975181 3975223 1 43 gi 
IAM 14222 16S ribosomal RNA, complete 

ia; Proteobacteria; Alphaproteobacteri 

terium group; Agrobacterium. 

3976595 3976637 1 

16S ribosomal RNA, 


43 gi 
complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


173828 Bacteria_16S 


strain gal 1261 1 


3980746 3980788 1 43 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


173828 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


173828 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
173828 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


173828 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


173828 Bacteria_16S 


strain 25-4 16S r 


3994166 3994208 1 43 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
3995635 3995677 1 43 
ribosomal RNA, partial sequence 


gi 


gi 


Sphingomonadales; 
3997126 3997168 1 43 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


3998620 3998662 1 43 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


4000121 4000163 1 43 
ibosomal RNA, partial sequence 


gi 


219846263 
nce 39429 
rillales; 

219846262 


3944448 39458 
etobacte 


Ac 
219846261 


3945905 39473 
etobacte 


Ac 
219846260 


3947368 39487 
etobacte 


Ac 
219846259 


3948831 39502 
etobacte 


Ac 
219846253 

quence 

ct 
219846252 


3959295 39607 


219846251 


16S ribosomal RNA, partial sequence 3960828 39622 


brivivax. 
219846250 


3962329 39637 
monadace 


ma 
219846248 
sequence 
a; Sphingo: 


219846247 


complete sequence 3966839 39683 


obacteriac 
219846246 
39683 
rillales; 
219846245 
ence 39698 
terales; 
219846244 
equence 
ria; Burkh 
219846243 


alobactera 
219846242 
sequence 
a; Rhizobi 


219846241 

39756 

llaceae; 
219846238 


6S ribosomal RNA, partial sequence 3979744 39812 
R 


biaceae; 
219846229 


3993148 39945 


219846228 


3994645 39960 


Erythrobac 
219846227 
uence 

a; Sphingo: 


219846226 
quence 
ia; Sphing 


, 


219846225 


obacilla 


R 


M 


ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025852.1 


race 
ref 


ae; Acidocel 
NR_025851.1 


raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref |NR_025849.1 


raceae; Acidocel 
ref |NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref |NR_025842.1 


ref |NR_025841.1 


ref|NR_025840.1 
Rhodoferax. 
NR_025838.1 
3965346 396678 
monadales; Sphin 


ae; 


ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref |NR_025834.1 

3971185 397263 
olderiales; Coma 
ref |NR_025833.1 
ceae; Duganella 
ref |NR_025832.1 

3974188 397555 
ales; Rhizobiace 


, 


ref|NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025828.1 


hizo 
ref 


bium/Agrobac 
NR_025819.1 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
NR_025817.1 
3996136 399757 
monadales; Eryth 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


77 Bacillus firmus Bacteria; 


Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidocella facilis 


’ 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium cryptum 


17 Acidiphilium cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 

Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 

Bacillus firmus strain 
Firmicutes; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 

Mesorhizobium loti 
loti Bacteria; 
um. 

Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Rhodothalassium 
halassium salexigens 

Rhodothalassium. 

Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Agrobacterium 
6 Agrobacterium 
ae; 


Mycoplana bullata 
ana bullata Bacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


ref|NR_025815.1 


Silanimon 


Silanimonas lenta 


3999120 4000501 Silanimonas lenta Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 


173828 Bacteria_ 


strain CM2104 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_ 


alimentarius stra 
alimentarius Bact 


Psychrobacter. 
173828 Bacteria_ 


strain 20-5 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_ 


strain HY-35-12 1 
Clost 


Firmicutes; 
173828 Bacteria_ 


strain NRRL B-163 
Bacteria; Actinob 


173828 Bacteria_ 


strain NRRL B-161 
Bacteria; Actinob 


173828 Bacteria_ 


lechevalierae str 
lechevalierae Bac 


Glycomycetaceae; 
173828 Bacteria_ 
aquimaris strain 
Bacteria; 
173828 Bacteria_ 


strain ATCC 15466 
B 


Proteobacteria; 
173828 Bacteria_ 


cosmeticum strain 
cosmeticum Bacter 


Mycobacteriaceae; 
173828 Bacteria_ 


R-7190 16S riboso: 
Bacil 


Bacillales; 
173828 Bacteria_ 


strain R-6540 16S 
Bacil 


Firmicutes; 
173828 Bacteria_ 


stackebrandtii st 
stackebrandtii Ba 


173828 Bacteria_ 


strain TF-22T 16S 
G 


Proteobacteria; 
173828 Bacteria_ 


ganghwensis strai 
ganghwensis Bacte 


Nocardioidaceae; 


173828 Bacteria_16S 
strain JC1078 16S 


Proteob 


16S 4012143 40121851 43 


ribosomal RNA, partial sequence 


gi 


16S 4022764 4022806 1 43 gi 


eria; Proteobacteria; 


16S 4024250 4024292 1 43 


ibosomal RNA, partial sequence 


gi 


16S 4025726 4025768 1 43 gi 


ridia; 
16S 


Clostridiales; 
4031893 4031935 1 


Clostridiaceae; 
43 gi 


16S 4033443 4033485 1 43 gi 


16S 4034997 4035039 1 43 gi 


Glycomyces. 

16S 4036497 4036539 1 43 gi 
acteria; Alphaproteobacteria; 
16S 4038014 4038056 1 43 gi 
16S ribosomal RNA, partial sequence 
16S 4039473 40395151 43 gi 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

16S 4041036 4041078 1 
mal RNA, partial sequence 
laceae; Bacillus. 

16S 4042494 4042536 1 43 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
16S 4044026 4044068 1 43 gi 
rain K22-03 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Planoc 
16S 4045528 4045570 1 43 gi 
ribosomal RNA, partial sequence 


43 gi 


gi 


16S 4051517 4051559 1 43 gi 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 

4054477 4054519 1 43 


ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


173828 Bacteria_16S 
alkalitolerans st 
alkalitolerans Ba 
Cc 
173828 Bacteria_16S 


Micrococcaceae; 


4059013 4059055 1 43 gi 
rain YIM 70010 16S ribosomal RNA, part 


itricoccus. 
4060511 4060553 1 


43 gi 


violaceinigra strain YIM 31327 16S ribosomal RNA, parti 
violaceinigra Bacteria; Proteobacteria; Betaproteobacte 


173828 Bacteria_16S 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 
173828 Bacteria_16S 
saccharolytica st 
saccharolytica Ba 


Soehngenia. 


173828 Bacteria_16S 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


173828 Bacteria_16S 


4061990 4062032 1 43 gi 
Stre 
4072591 4072633 1 43 gi 
rain BOR-Y 16S ribosomal RNA, partial 


cteria; Firmicutes; Clostridia; Clostr 


4074125 4074167 1 43 gi 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

4075614 4075656 1 


43 gi 


in JG-100 16S ribosomal RNA, partial s 
Gammaproteobacte 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ain NRRL B-16149 16S ribosomal RNA, pa 


teria; Actinobacteria; Actinobacterida 


SW-110 16S ribosomal RNA, partial sequ 
Sphingomon 


etaproteobacteria; Burkholderiales; Th 


LTA-388 16S ribosomal RNA, partial se 


n JC2055 16S ribosomal RNA, partial se 
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173828 Bacteria_16S 4077135 4077177 1 43 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

173828 Bacteria_16S 4081839 4081881 1 43 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

173828 Bacteria_16S 4083402 4083444 1 43 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

173828 Bacteria_16S 4084895 4084937 1 43 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 

173828 Bacteria_16S 4086411 4086453 1 43 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

173828 Bacteria_16S 4101275 41013171 43 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

173828 Bacteria_16S 4102841 4102883 1 43 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 4107364 4107406 1 43 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

173828 Bacteria_16S 4108845 4108887 1 43 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

173828 Bacteria_16S 4110332 41103741 43 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
173828 Bacteria_16S 4111898 4111940 1 43 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
173828 Bacteria_16S 4113445 4113487 1 43 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

173828 Bacteria_16S 4116351 4116393 1 43 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

173828 Bacteria_16S 4120999 4121041 1 43 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
173828 Bacteria_16S 4125619 4125661 1 43 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

173828 Bacteria_16S 4127101 4127143 1 43 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
173828 Bacteria_16S 4128645 4128687 1 43 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

173828 Bacteria_16S 4130134 4130176 1 43 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

173828 Bacteria_16S 4131642 4131684 1 43 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

173828 Bacteria_16S 4171777 4171819 1 43 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

173828 Bacteria_16S 4173299 41733411 43 gi|219846098|ref|NR_025688.1]| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

173828 Bacteria_16S 4176378 4176420 1 43 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

173828 Bacteria_16S 4177863 4177905 1 43 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
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173828 Bacteria_16S 
strain R65 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
173828 Bacteria_16S 
mariniglutinosa strain KMM 3635 16S ribosomal RNA, part 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteoba 


ococcineae 
265678723 


492024 49353 


265678687 
ial sequen 
cteria; Al 


265678571 


714920 71638 


obacteriac 
265678537 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


265678506 
ence 80896 
nadales; P 


265678422 
e 93405 
brionales; 
265678421 


935581 93704 


Bacteriov 
265678420 
uence 
Alteromo 


’ 


265678374 
al sequenc 
eria; Alte 


228721492 
nce 11561 
bacteriace 
228715350 


1209193 12106 


ales; Nann 
219878163 
sequence 

ria; Rhizo 
219878162 
equence 

ia; Rhizob 


ref|NR_029237.1| Helcococcus kunzii 
6 Helcococcus kunzii Bacteria; 
ncertae Sedis; Helcococcus. 
ref|NR_029203.1| Amaricoccus veronensis 
9 Amaricoccus veronensis Bacteria; 
aceae; Amaricoccus. 
ref|NR_029079.1| Brevibacterium 

419777 421277 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 


ref|NR_029078.1| Yaniella halotolerans 
0 Yaniella halotolerans Bacteria; 

; Yaniellaceae; Yaniella. 
ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
aceae; Marinobacter. 

ref|NR_028992.1| Pseudoalteromonas 

ce 546976 548458 Pseudoalteromonas 
teromonadales; Pseudoalteromonadaceae; 


ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 

eae; Aminobacter 
ref |NR_028841.1 


Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 

ref|NR_028809.1| Pseudoalteromonas 

8 810417 Pseudoalteromonas phenolica 
seudoalteromonadaceae; 


ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref |NR_028722.1 

937095 938588 
nadales; Pseudoa 


Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 
Bacteriovorax marinus 

marinus Bacteria; 

riovorax. 
Pseudoalteromonas 
Pseudoalteromonas 

1lteromonadaceae; 


ref|NR_028676.1 
e 1004861 100630 
romonadales; Pse 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacillus. 
ref|NR_027522.1| Haliangium ochraceum 
99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_025302.1| Aminobacter 

1237929 1239394 Aminobacter 
biales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025301.1| Aminobacter 
1239445 1240914 Aminobacter 
iales; Phyllobacteriaceae; Aminobacter. 


Streptobacillus 
obacillus moniliformis 


228716433 


ref|NR_027551.1| Marinobacter 
1291904 1293412 Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


173828 Bacteria_16S 
ulvae strain UL12 


Bacteria; 


Proteobacteria; 


1403585 14036301 46 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromona 
Pseudoalteromonas. 
173828 Bacteria_16S 
strain SMP-10 16S 


1405083 1405124 1 42 
ribosomal RNA, partial sequence 


gi 


16S 1536899 1536940 2 43 gi 


Actinobacteria; Actinobacteridae; 
Saccharothrix. 
16S 1754503 1754548 1 


46 gi 


219857444 
1402605 1403959 Pseudo 
dales; 


219857153 
1404010 14055 
Deltaproteobacteria; Myxococcales; Nannoc 
173828 Bacteria_ 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 


173828 Bacteria_ 219878370 


agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 


agarivorans Bacteria; 
Pseudoalteromonas. 


173828 Bacteria_ 


Proteobacteria; 


16S 2040419 2040464 1 46 gi 


Gammaproteobacteria; 


219878168 


paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 


paucivorans Bacteria; 


173828 Bacteria_ 


strain CCBAU 71042 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
Rhizobium. 
173828 Bacteria_ 
ruthenica strain 
Bacteria; 


173828 Bacteria_ 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 
Pseudoalteromonas. 


173828 Bacteria_ 


Firmicutes; 


16S 2245563 2245604 1 42 


gi 


16S 2271832 2271877 1 46 gi 


16S 2273304 2273349 1 46 gi 


Proteobacteria; 


16S 2291500 2291545 1 46 gi 


Lactobacillales; Aeroco 


Gammaproteobacter 


219857552 
KMM300 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Alteromona 
Pseudoalteromonas. 
219857551 
sequence 
ia; Alteromonadales; 


219857538 


sequence 1535864 153737 
tinomycetales; 


Alteromonadales; 


ccaceae; 
219857569 
2244578 2245989 Rhizob 
Rhizobiaceae; 


ce 2270790 2272278 Pseudo 
dales; 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; 


sequence 
Alteromonadales; 


Pseudoalteromonas. 


ref|NR_025032.1 


Pseudoalteromonad 


ref|NR_024781.1 


ref|NR_024966.1 


Pseudonoc 


ref|NR_025509.1 
1753455 175495 
Pseud 


ref|NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref|NR_025157.1 


ref|NR_025140.1 


Pseudoalteromonad 


2272329 227377 


2290487 229196 
Pseu 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 
ystineae; Haliangiaceae; 
219857378 
NRRL B-16134 16S ribosomal RNA, partial 
Ac 


Haliangium. 
Saccharothrix 

5 Saccharothrix 

ardineae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


oalteromonadaceae; 


Dolosicoccus 
7 Dolosicoccus 


Rhizobium indigoferae 
ium indigoferae 
Rhizobium/Agrobacterium group; 


Pseudoalteromonas 


alteromonas ruthenica 
aceae; 


Pseudoalteromonas 


4 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Pseudoalteromonas 


9 Pseudoalteromonas 
doalteromonadaceae; 


173828 Bacteria_16S 2303469 2303514 1 46 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
173828 Bacteria_16S 2447693 2447738 1 46 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 


maricaloris strain KMM636 16S ribosomal RNA, partial sequ 
maricaloris Bacteria; 
Pseudoalteromonas. 


173828 Bacteria_ 
spumicola strain 


spumicola Bacteri 


Nocardioidaceae; 
173828 Bacteria_ 
strain SMCC W459 
Firmicutes; 
173828 Bacteria_ 


strain IM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


173828 Bacteria_ 


psychrotolerans strain M13-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; 


173828 Bacteria_ 


Reichenbachiella. 


173828 Bacteria_16S 
strain STR Tl 16S 


Firmicutes; 


173828 Bacteria_16S 
strain SG3902 16S 


Firmicutes; 


173828 Bacteria_16S 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, parti 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actino 
Corynebacteriaceae; Corynebacterium. 
173828 Bacteria_16S 


Proteobacteria; 


16S 2588312 2588353 1 42 


gi 


Friedmanniella. 


16S 2599140 2599185 1 46 gi 
Clostridiales; 
2663146 2663187 1 


Peptococcaceae; 


168 42 gi 


16S 2732443 2732488 1 46 gi 


Firmicutes; Lactobacillales; 
16S 2759121 2759166 5 50 gi 


Bacteroidetes; Sphingobacteria; 


3375036 3375081 1 46 gi 


Gammaproteobacteria 


De 


lo 


Ca 


ence 


219857276 
Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 


nce 


219857269 
16S ribosomal RNA, partial sequence 2598095 25994 
Clostridia; 


2964288 2964333 1 46 gi|219856814|ref|NR_024633.1 
ribosomal RNA, partial sequence 2963222 2964720 Streptococcus 
Lactobacillales; Streptococcaceae; Streptococcus. 
3017621 3017666 1 46 gi|219846912|ref|NR_026504.1 
ribosomal RNA, partial sequence 3016582 30179 
Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
3200649 3200690 1 42 gi|219846788|ref|NR_026380.1 


219846667 


; Alteromonadales; 


inomycetales; 


al sequence 
bacteridae; 


ref |NR_024907.1 


ref|NR_024900.1 


ref |NR_024843.1 
Methylopila. 


ref|NR_024794.1 


ref|NR_024775.1 


2446675 2448124 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Friedmanniella 


2587275 2588749 Friedmanniella 
Propionibacterineae; 


Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 
sulfotomaculum. 
219857215 
2662145 26634 


Methylopila capsulata 
75 Methylopila capsulata Bacteria; 
cystaceae; 
219857166 
equence 
rnobacteriaceae; 
219857147 
agariperforans strain KMM 3525 16S ribosomal RNA, partial 
agariperforans Bacteria; 


Marinilactibacillus 


2731401 2732858 Marinilactibacillus 
Marinilactibacillus. 


Reichenbachiella 


sequence 2758107 2759505 Reichenbachiella 


Sphingobacteriales; Flammeovirgaceae; 


Streptococcus canis 
canis Bacteria; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Corynebacterium 


3199614 3201013 Corynebacterium 
Actinomycetales; Corynebacterineae; 


ref |NR_026259.1 


Orenia marismortui 


strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 


Firmicutes; 


Clostridia; 


Halanaerobiales; 


Halobacteroidaceae; 


Orenia. 


173828 Bacteria_16S 
nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 
173828 Bacteria_16S 
luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 
173828 Bacteria_16S 3426375 3426420 1 46 gi 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; 
Pseudoalteromonas 
173828 Bacteria_16S 3427856 3427901 1 46 gi 
atlantica strain IAM 12927 16S ribosomal RNA, partial s 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria 
Pseudoalteromonas 
173828 Bacteria_16S 
daepoensis strain 
daepoensis Bacter 
Marinobacter. 
173828 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 
Marinobacter. 
173828 Bacteria_16S 
aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas 
173828 Bacteria_16S 
strain KMM 3809 1 
Proteobacteria; G 
173828 Bacteria_16S 4191655 41917001 46 gi 
lipolyticus strain SM-19 16S ribosomal RNA, partial seq 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacter 
Marinobacter. 
173828 Bacteria_16S 4214255 42143001 46 gi 
translucida strain KMM 520 16S ribosomal RNA, partial s 
translucida Bacteria; Proteobacteria; Gammaproteobacter 
Pseudoalteromonas 
173828 Bacteria_16S 4215810 4215855 1 46 gi 
paragorgicola strain KMM 3548 16S ribosomal RNA, partia 
paragorgicola Bacteria; Proteobacteria; Gammaproteobact 
Pseudoalteromonas 
173828 Bacteria_16S 35858 35902 5 49 gi 
brennaborense strain DD5/3 16S ribosomal RNA, partial s 
brennaborense Bacteria; Spirochaetes; Spirochaetales; S 
173828 Bacteria_16S 111551 111595 5 49 gi 
strain BR 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponem 
173828 Bacteria_16S 122435 122479 1 45 gi 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
173828 Bacteria_16S 277852 277892 1 41 gi 
strain Ben 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

173828 Bacteria_16S 984268 984312 5 49 gi 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, p 
socranskii subsp. socranskii Bacteria; Spirochaetes; Sp 
173828 Bacteria_16S 1252340 12523845 49 gi 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, par 
socranskii subsp. paredis Bacteria; Spirochaetes; Spiro 
173828 Bacteria_16S 1253867 12539115 49 gi 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, par 
socranskii subsp. buccale Bacteria; Spirochaetes; Spiro 
173828 Bacteria_16S 1264409 1264453 5 49 gi 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial 
lecithinolyticum Bacteria; Spirochaetes; Spirochaetales 
173828 Bacteria_16S 1467472 14675165 49 gi 
strain JZC3 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponem 
173828 Bacteria_16S 1514207 1514247 3 43 gi 


3421930 3421975 1 46 gi 


eria; Proteobacteria; 
3423415 3423460 1 


46 gi 


teria; Proteobacteria; 


v 


4019675 40197201 46 gi 


ia; Proteobacteria; Gammaproteobacteri 


4021221 4021266 1 46 gi 


ia; Proteobacteria; Gammaproteobacteri 


4052989 4053034 1 46 gi 
3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


4170195 41702401 46 gi 


in NCIMB 8614 16S ribosomal RNA, parti 
Gammaproteobacte 


ain NCIMB 1893 16S ribosomal RNA, part 
Gammaproteobact 


SW-156 16S ribosomal RNA, partial seq 


SW-145 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alt 


110499 11199 


276812 27827 


1466484 14678 


219846630 
al 
ria; 
219846629 
ia 
er 


219846627 
equence 


219846626 
equence 

; Alteromo 
219846210 
uence 

a; 


219846209 
uence 
a; 


219846185 
nce 40519 
nadales; P 


219846100 


eromonad 
219846081 
uence 

ia; Altero 


’ 


219846065 
equence 
ia; Altero 


’ 


219846064 
1 sequence 
eria; Alte 


265679040 
equence 

pirochaeta 
265678988 


a. 

265678981 
ce 12137 
obacterale 
265678875 


265678388 
artial seq 
irochaetal 
219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
219846655 
sequence 

; Spirocha 
224581408 


a. 


sequenc 
Alter 


1 sequen 


ia; Alte 


Alteromon 


Alteromonad 


Alteromonad 


etac 


ref|NR_026222.1 
e 3420894 34223 
omonadales; Pse 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Ps 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoa 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudo 


ref|NR_025800.1 
4018632 402012 
ales; Alter 


ref|NR_025799.1 
4020178 402167 
ales; Alter 


ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromona 


ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref|NR_025671.1 
190616 419208 
monadales; Alter 


rs 


ref|NR_025655.1 
4213214 421471 
monadales; Pseud 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


ref|NR_029348.1 

34837 36333 
ceae; Treponema. 
ref|NR_029296.1 


ref|NR_029289.1 
3. 122854 Desulf 
s; Syntrophobact 
ref|NR_029181.1 


ref 
uenc 
es; 
ref 
nce 
Spi 
ref 
nce 


NR_028690.1 
e 983192 
Spirochaetac 
NR_024869.1 
125128 
rochaetaceae 
NR_024868.1 
125281 
Spirochaetaceae 
ref |NR_026247.1 
1263357 126483 
eae; Trepone 


ref |NR_027189.1 


219878119 


strain 34hsl1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


2 
u 


e 


1 


a 


fo} 


fo} 


d 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Pseudoalteromonas 
alteromonas aliena 


aceae; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Marinobacter 
8 Marinobacter 
omonadaceae; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


udoalteromonadaceae; 


Treponema 
Treponema 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Treponema 

5 Treponema 


v 


, 


ma. 


Treponema putidum 


91 Treponema putidum Bacteria; 


ref|NR_025258.1 


Bacillus odysseyi 


1513128 1514643 Bacillus odysseyi Bacteria; 


173828 Bacteria_16S 
strain OMZ833 16S 
Spirochaetes; 
173828 Bacteria_16S 
strain LMG 12370 
Firmicutes; Bacil 
173828 Bacteria_16S 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial 
azotonutricium Bacteria; 


173828 Bacteria_16S 


1523264 15233085 


2038860 2038902 1 


2270323 2270367 5 


Spirochaetes; 
2474846 2474890 1 


49 


ribosomal RNA, partial sequence 
Spirochaetales; 


43 


49 


Spirochaetales; 


45 


gi| 219857543 


gi|219878169 


16S ribosomal RNA, partial sequence 2037802 20393 
lales; Bacillaceae; Virgibacillus. 


219857553 
sequence 


gi 


gi|219857400 


cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 


cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycopl 


173828 Bacteria_16S 


2476341 2476385 1 


45 


strain 4822 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
173828 Bacteria_16S 
strain VKM Ac-145 


173828 Bacteria_16S 
strain FI-25796 1 


173828 Bacteria_16S 


2512617 2512661 1 


2594530 2594572 1 


2661765 2661805 1 


45 


7 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


43 


41 


gi| 219857399 


2475319 24767 
icutes; Mycoplasmataceae; Mycoplasma. 


gi| 219857369 


gi| 219857272 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219857216 


multivorans strain DM13 16S ribosomal RNA, partial sequence 26607 


Bacteria; 
173828 Bacteria_16S 


3205062 3205106 5 


Proteobacteria; Alphaproteobacteria; Rhizobia 


49 


strain HA2P 16S ribosomal RNA, partial sequence 


Spirochaetes; 
173828 Bacteria_16S 


3772522 3772564 1 


Spirochaetales; Spirochaetaceae; Treponema. 


43 


les; 
gi|219846785 
3204032 32054 


gi| 219846383 


hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 


hydrogenophilus Bacteria; 


Geobacter. 
173828 Bacteria_16S 
strain ATCC 27255 
Firmicutes; 
173828 Bacteria_16S 
strain N 155 16S 
Proteobacteria; 

173828 Bacteria_16S 


roseosalivarius strain AA718 16S ribosomal RNA, partial 
roseosalivarius Bacteria; 


Hymenobacter. 
173828 Bacteria_16S 
thermoacetoxidans 
thermoacetoxidans 
173828 Bacteria_16S 


radiotolerans strain P 1 16S ribosomal RNA, 


Clostridia; 


3833180 3833222 1 


Clostridiales; 
3889633 3889675 1 


19117 19160 5 


Bacteroidetes; 
54177 


54216 1 


Firmicutes; 
262661 262704 1 


radiotolerans Bacteria; Actinobacteria; 


Rubrobacteraceae; 
173828 Bacteria_16S 
strain ASpGl1 16S 
Spirochaetes; 
173828 Bacteria_16S 
koreensis strain 


Catellatospora. 
173828 Bacteria_16S 


Spirochaetales; 


Rubrobacter. 


793140 793191 5 


882666 882708 1 


1164800 1164845 1 


Proteobacteria; 


Delta 


43 


16S ribosomal RNA, partial sequence 
Ruminococcaceae; 


ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


strain CAMZ 16S ribosomal RNA, partia 
Bacteria; 


proteobacteria; 


219846340 
38321 


gi 


1522207 15236 
Spirochaetaceae; Treponema. 


Spirochaetaceae; 


asmataceae; 


25115 
Streptosporangineae; 


De 


Ruminococcus. 


ref|NR_025131.1| Treponema parvum 
91 Treponema parvum Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


ref |NR_025308.1 
07 Virgibacillus 


ref|NR_025141.1] Treponema 

2269277 2270739 Treponema 
Treponema. 
ref |NR_024988.1 
2473825 247526 
Mycoplasma. 
ref|NR_024987.1| Mycoplasma fastidiosum 
73 Mycoplasma fastidiosum Bacteria; 


Mycoplasma 
8 Mycoplasma 


ref|NR_024957.1| Nocardiopsis tropica 
92 2513043 Nocardiopsis tropica Bacteria; 
Nocardiopsaceae; Nocardiopsis. 
ref|NR_024903.1| Mycobacterium tusciae 
10 Mycobacterium tusciae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_024844.1] Methylorhabdus 

58 2662094 Methylorhabdus multivorans 


Hyphomicrobiaceae; Methylorhabdus. 


ref|NR_026377.1| Treponema amylovorum 
74 Treponema amylovorum Bacteria; 


Geobacter 
0 Geobacter 
Geobacteraceae; 


ref|NR_025974.1 
3771473 377289 
sulfuromonadales; 


ref|NR_025930.1| Ruminococcus bromii 
73 3833552 Ruminococcus bromii Bacteria; 


43 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
3888563 3890048 Neisseria flavescens Bacteria; 
Neisseria. 
48 gi|265679051|ref|NR_029359.1| Hymenobacter 
sequence 18082 19577 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
40 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
1 sequence 53088 54587 Desulfotomaculum 
Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
44 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
complete sequence 261591 263140 Rubrobacter 
Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
56 gi|265678517|ref|NR_028820.1| Spirochaeta americana 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


43 


LM042 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


46 


DSM 20544 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
173828 Bacteria_16S 


Clostridia; 
1170863 1170906 1 


44 


DSM 43833 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermobispora. 
173828 Bacteria_16S 


metallidurans strain CH34 16S ribosomal RNA, 
Proteobacteria; 


metallidurans CH3 
Cupriavidus. 
173828 Bacteria_16S 


suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 19025 
suimastitidis Bacteria; Actinobacteria; Actinobacterida 
Actinomyces. 


Actinomycetaceae; 
173828 Bacteria_16S 


4 Bacteria; 


1338697 1338739 1 


1902200 1902239 4 


2104851 2104890 6 


43 
pa 


43 


45 


792094 79356 
Spirochaeta. 

gi| 265678456 
88163 


gi|228720667 
1163739 11652 


Clostridiales; Veillonellaceae; 


gi|228719618 
1169826 11712 


gi| 228721484 
rtial sequence 


Betaproteobacteria; 


gi|219878262 


gi|219878117 


Micromonosporineae; 


Pseudonocardineae; 


e; Actinomycetales; 


0 Spirochaeta americana Bacteria; 


ref|NR_028758.1 
0 883139 Catell 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


ref|NR_027596.1| Mitsuokella multacida 
49 Mitsuokella multacida DSM 20544 


Mitsuokella. 
ref|NR_027583.1| Thermobispora bispora 
94 Thermobispora bispora DSM 43833 


Pseudonocardiaceae; 
ref|NR_027607.1 

1337638 133913 
Burkholderiales; 


Cupriavidus 

0 Cupriavidus 
Burkholderiaceae; 
ref|NR_025401.1| Actinomyces 
75 Actinomyces 
Actinomycineae; 


ref|NR_025256.1] Anoxynatronum 


sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 


173828 Bacteria_16S 


strain GTC 854 16 
Firmicutes; 


Bacteria; 


Bacteria; 


strain Z-7692 16S 
Spirochaetes; 


strain Z-7491 16S 
Spirochaetes; 


strain Td-21 16S 


Proteobacteria; B 


173828 Bacteria_16S 


strain SE-32A-C8 
Proteobacteria; 


borkumensis strai 
Bacteria; Proteob 


173828 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


173828 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


173828 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


173828 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


173828 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


173828 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


173828 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


173828 Bacteria_16S 


whittenburyi stra 


Methylococcaceae; 


173828 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


173828 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


173828 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


173828 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


Bacil 
173828 Bacteria_16S 
acidipiscis strai 
acidipiscis Bacte 
173828 Bacteria_16S 
propionica strain 
Proteob 
173828 Bacteria_16S 
thoraltensis stra 
Firmicu 
173828 Bacteria_16S 


Spi 
173828 Bacteria_16S 


Spi 
173828 Bacteria_16S 
aggregatus strain 
aggregatus Bacter 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 
47881 47923 1 43 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
57110 57152 1 43 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58611 58653 1 43 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
79560 79602 1 43 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


114711 114753 1 43 
ibosomal RNA, partial sequence 


gi 


190909 190951 1 43 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
193929 193971 1 43 gi 


gi 


etaproteobacteria; Burkholderiales; Ox 
367194 367236 1 43 gi 
rain F23 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


173828 Bacteria_16S 


strain OK2 16S ri 


385400 385442 1 43 
bosomal RNA, partial sequence 


gi 


ionellacea 
265679032 
nce 
irillales; 
265679026 
nce 

ales; 
265679025 
nce 
matiaceae; 
265679011 
equence 
cteria; 


265678986 
113641 11518 


eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntroph 
133023 133065 5 47 gi|265678974|ref|NR_029282.1 
ibosomal RNA, complete sequence 131953 133495 Rhodothermus 
hingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus 
180114 180156 1 43 gi| 265678943 |ref|NR_029251.1 
in IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 
eria; Proteobacteria; Gammaproteobacteria; Methylococcales; Meth 


265678936 
189853 19130 
ethylococc 
265678934 
in 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


Methylobacter. 
195440 195482 1 43 gi|265678933|ref|NR_029241.1 
Texas 16S ribosomal RNA, partial sequence 194385 195842 Methyl 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
256740 256778 1 39 gi| 265678891 |ref|NR_029199.1 
LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkho 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
267240 267282 1 43 gi| 265678882 |ref|NR_029188.1 
bosomal RNA, partial sequence 266185 26767 


alobactera 
265678810 
quence 

teria; Alt 


265678798 
384340 385870 Pseudomonas lutea Bacteria; 


4533 
egionella. 
NR_029340.1 
48321 Alcani 
anivoracacea 
NR_029334.1 
57529 Thioc 
matiaceae; Thioc 
ref |NR_029333.1 
59029 Thioc 
Thiocystis. 
ref |NR_029319.1 
78587 79994 
eudomonadales; 


46828 
56079 
Chro: 
57580 
Ps P 


ref|NR_029294.1 


ref |NR_029244.1 
acea 
ref 
1 se 


e; Methylomi 
NR_029242.1 
quence 


v 


ceae; Oxalobact 


eromonadales; 


y 


y 


2769576 2769615 1 40 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
lales; Bacillaceae; Bacillus. 
2837571 2837610 4 43 gi|219856899|ref|NR_024718.1| Lactobacillus 
n FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
3081100 3081139 4 43 gi|219846868|ref|NR_026460.1| Desulfurella 
U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
acteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
3217125 32171701 46 gi| 219846776 |ref|NR_026368.1| Streptococcus 
in S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
tes; Lactobacillales; Streptococcaceae; Streptococcus. 
3315625 3315676 5 56 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
rochaetales; Spirochaetaceae; Spirochaeta. 
3317150 33172015 56 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
rochaetales; Spirochaetaceae; Spirochaeta. 
3579350 3579392 1 43 gi|219846523|ref|NR_026115.1| Blastobacter 
IFAM 1003 16S ribosomal RNA, partial sequence 3578376 3579789 Blastobacter 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
3855820 3855862 1 43 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
4121 4163 A 43 gi|265679061|ref|NR_029369.1| Legionella erythra 


Legionella erythra Bacteria; 


Alcanivorax 
vorax borkumensis 
e; Alcanivorax. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 
Thiocystis violacea 
stis violacea Bacteria; 


Pseudomonas 
Pseudomonas 


seudomonadaceae; 


Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Rhodothermus marinus 


marinus Bacteria; 


Methylococcus 
Methylococcus 
ylococcaceae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Burkholderia 

lderia xenovorans 
Burkholderia. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


say 
Idiomarina 
Idiomarina 
iomarinaceae; 


ref|NR_029103.1 


Pseudomonas lutea 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


173828 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


173828 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


173828 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


173828 Bacteria_16S 


strain CFBP 2022 
Proteobacteria; 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


173828 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


173828 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


173828 Bacteria_16S 


strain K1l1 16S ri 
Proteobacteria; B 


173828 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


173828 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


173828 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


173828 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


173828 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


173828 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


173828 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


173828 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


173828 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


173828 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


173828 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


173828 Bacteria_16S 


strain Uedal07 16 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


osomal RNA, partial sequence 
Deferribacterales; 
555698 555740 1 


Deferribacteraceae; 
43 gi 


ammaproteobacteria; Pseudomonadales; P 
557240 557282 1 43 gi 


ammaproteobacteria; Pseudomonadales; P 
558784 558826 1 43 gi 


ammaproteobacteria; Pseudomonadales; P 
597899 597941 1 43 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
640585 640627 1 43 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
666322 666364 1 43 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
672354 672396 1 43 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


699624 699666 1 43 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
704018 704060 1 43 gi 


gi 


ammaproteobacteria; Chromatiales; Chro 
732929 732971 1 43 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
734352 734394 1 43 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 


542382 54390 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


596871 59824 


639529 64105 


665236 66673 


698584 69993 


6S ribosomal RNA, partial sequence 702960 70436 


731878 733268 Thioc 


Deferriba 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678654 


matiaceae; 
265678624 


seudomonad 
265678605 


eae; Pelos 
265678601 
ial sequen 
obacteria; 


265678583 


matiaceae; 
265678580 


matiaceae; 
265678560 


apsa. 
265678559 
ce 73331 
ales; Chro 


771537 771579 1 43 gi 
S ribosomal RNA, partial sequence 


0 Deferribacter 
cter. 
ref |NR_028987.1 


acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


acea 
ref 


e; Pseudomon 
NR_028959.1 


Thi 
ref 


obaca. 
NR_028929.1 


acea 
ref 


e; Pseudomon 
NR_028910.1 


pora. 
ref|NR_028906.1 
ce 671276 672778 
Pseudomonadales 
ref|NR_028888.1 
Thiocystis. 
ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028864.1 
apsa rosea Bacte 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 


265678532 


396113 396155 1 43 gi|265678791|ref|NR_029096.1| Tenuibacillus 
n 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
tes; Bacillales; Bacillaceae; Tenuibacillus. 

437962 438004 1 43 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
ain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

445604 445646 1 43 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
ain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

457956 457998 1 43 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

459408 459450 1 43 gi|265678745|ref|NR_029050.1| Pseudomonas 
in CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

471505 471547 1 43 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

482232 482274 1 43 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
ain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

509970 510012 1 43 gi|265678712|ref|NR_029017.1| Corynebacterium 
106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

534290 534332 1 43 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
bosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

543451 543493 5 47 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 


abyssi Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 
Pseudomonas 


as. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


as. 


Pseudomonas 
Pseudomonas 
Pseudomonadaceae; 


v 


ria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 


ref|NR_028836.1 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 


congelans 
6 Pseudomonas congelans Bacteria; 


Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 


Pelospora glutarica 
5 Pelospora glutarica Bacteria; 


Thiocystis violascens 
4 Thiocystis violascens Bacteria; 


Lamprocystis purpurea 
purpurea Bacteria; 


Thiocapsa rosea strain 
Proteobacteria; 


Cellvibrio japonicus 
770475 771983 Cellvibrio japonicus Bacteria; 


173828 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


173828 Bacteria_16S 


strain IMT37 16S 
Proteobacteria; 


strain Greoux 11 
Bacteria; Proteob 


173828 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


173828 Bacteria_16S 


strain CIP 104663 
Proteobacteria; 


quisquiliarum str 
quisquiliarum Bac 


173828 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


173828 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


173828 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


173828 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


173828 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


173828 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


173828 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


173828 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


173828 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


173828 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


173828 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


173828 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


173828 Bacteria_16S 


thermacidophilum 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


785474 785516 1 43 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


822100 822142 1 43 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
904116 904158 1 43 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
958331 958373 1 43 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
961383 961425 1 43 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1047112 10471541 43 gi 


gi 


teria; Firmicutes; Bacillales; Bacilla 
1059200 10592425 47 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1089167 1089209 1 43 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1145167 1145209 1 43 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1175453 1175495 1 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1191984 11920225 43 gi 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; 
1220667 1220709 1 


43 gi 


Persephone 
43 gi 


bacillales; Carnobacteriaceae; Allofus 
1228270 1228312 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1229806 1229848 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1237428 12374701 43 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1269042 1269080 5 43 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


1291474 1291516 1 43 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 
1306593 1306635 1 
RNA, complete sequence 
ia; Rhizobiales; Xanthobacteraceae; St 
1331060 1331102 1 43 gi 
subsp. porcinum strain P3-14 16S ribos 


43 gi 


ain BLx 16S ribosomal RNA, partial seq 


265678522 
1 sequence 
ria; 


265678498 


821061 82256 
seudomonad 


265678442 
e 90307 
lales; Leg 
265678406 
ial sequen 
cillaceae; 
265678404 

96032 


265678347 
uence 

ceae; Cera 
265678338 
quence 

les; Defer 
265678317 
ence 10881 
nadales; P 
253680760 
quence 
teria; Pse 


228718578 


1174405 11758 


a. 
228715750 


1190944 11924 


lla. 
219878362 


6S ribosomal RNA, partial sequence 1219617 12211 


tis. 
219878281 


1227244 12287 


seudomonad 
219878280 


1228770 12302 


seudomonad 
219878251 
ence 12363 
spiraceae; 
219846421 
equence 
teria; 


Des 


228720812 
e 12904 
tinomyceta 


219846269 


1305606 1307012 Stark 


arkeya. 
219846082 
omal RNA, 


Pseud 


seudomonad 


ref |NR_028826.1 
784432 785869 
omonadales; Pseu 
ref|NR_028801.1 
aceae; Pseudomon 
ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028008.1 
144133 114556 
udomonadales; Ps 


R 


ref|NR_027574.1 


ref|NR_027538.1 
06 Persephonella 


ref|NR_025501.1 


ref |NR_025420.1 


acea 
ref 


e; Cellvibri 
NR_025419.1 


aceae; Cellvibri 
ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 
ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


ref 
eya 


NR_025859.1 
novella Bact 


ref 
comp 


NR_025672.1 
lete sequenc 


Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 

Legionella gresilensis 
ella gresilensis 
ionella. 

Geobacillus 

Geobacillus 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Cerasibacillus 
2 Cerasibacillus 


Deferribacter 
3 Deferribacter 
eferribacter. 
Pseudomonas 
monas psychrophila 
Pseudomonas. 
Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Persephonella marina 
marina EX-H1 Bacteria; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


O°. 
Parasporobacterium 
orobacterium paucivorans 
ium. 

Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Corynebacterium 
bacterium urealyticum 
rineae; 


Starkeya novella DSM 
eria; Proteobacteria; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


173828 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


173828 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


173828 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


; Bifidobacteriaceae; Bifidobacterium. 


1378201 1378243 1 43 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1382627 1382669 1 43 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1393061 1393103 1 43 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


228717562 
ce 13771 
nadales; A 


228717104 


1381574 13830 


diomarinac 


ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales gi 


ref|NR_027560.1 


Idiomarina. 


eae; 


228716184 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


ref|NR_027548.1 


Mycoplasma crocodyli 


1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 


173828 Bacteria_1 


strain LMG 2210 1 
Proteobacteria; 


strain s840-96-2 
Firmicutes; 


Bacteria; 


strain KMM 231 16 
Proteobacteria; 


strain KMM 227 16 
Proteobacteria; 


strain SP1402 16S 
Proteobacteria; 


strain CCUG 47334 
Bacteria; 


Pseudomonas. 


173828 Bacteria_16S 


strain CMS 38 16S 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
173828 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; 


strain 4-1 16S ri 
Firmicutes; Bacil 


173828 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


173828 Bacteria_16S 


strain CFBP 2341 
Proteobacteria; 


strain TO1 16S ri 
Proteobacteria; 


strain JK 615 16S 
Firmicutes; Clost 


173828 Bacteria_16S 


capitovis strain 
capitovis Bacteri 
Corynebacteriacea 


173828 Bacteria_16S 


strain LMG 17489 


G 
173828 Bacteria_1 


Clost 
173828 Bacteria_1 
bryozoorum strain 
Proteob 
173828 Bacteria_1 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


Firmicu 
173828 Bacteria_16S 
proteolytica strain CMS 64 16S ribosomal RNA, partial s 
proteolytica Bacteria; Proteobacteria; Gammaproteobacte 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


6S 1415591 1415633 1 43 gi|224581448 
ammaproteobacteria; Pseudomonadales; P 
6S 1418672 1418714 1 43 gi|224581446 
ridia; Clostridiales; Clostridiales Fa 
6S 1462915 1462957 1 43 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
6S 1546196 1546238 1 43 gi 


S ribosomal RNA, partial sequence 


mily XI. 
224581411 


nadales; 
219857261 


ribosomal RNA, partial sequence 1578118 15795 
ammaproteobacteria; Pseudomonadales; Pse 
1614308 1614350 1 43 gi| 219878467 
16S ribosomal RNA, partial sequence 16132 
tes; Clostridia; Clostridiales; Clostr 
1641567 1641609 1 43 gi 


id 
219878449 

equence 

ria; 


1643129 16431711 43 
ribosomal RNA, partial sequence 


gi| 219878448 
1642082 16435 
se 
1644690 1644732 1 43 gi| 219878447 
ribosomal RNA, partial sequence 1643643 16451 
ammaproteobacteria; Pseudomonadales; Pse 
1685798 1685840 1 43 gi| 219878418 
bosomal RNA, partial sequence 1684753 16861 
lales; Bacillaceae; Bacillus. 

1691886 1691928 1 43 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


219878413 
1 sequen 
ria; Pse 


1695009 1695051 1 43 gi 
16S ribosomal RNA, partial sequence 1693968 169 
ammaproteobacteria; Pseudomonadales; Pseudomon 
1696553 1696595 1 43 gi| 219878410 
bosomal RNA, partial sequence 1695512 16970 


219878411 
54 


16S ribosomal RNA, partial sequence 1945009 19464 


6S ribosomal RNA, partial sequence 1414552 14160 
seudomonad: 


16S ribosomal RNA, partial sequence 1417633 14190 
I 


ence 14618 
Alter 


1545151 15466 


udomonad 


iales Fa 


Pseud 


udomonad 


udomonad 


ce 
ud 


ad 


ref|NR_027230.1| Pseudomonas marginalis 

42 Pseudomonas marginalis Bacteria; 

aceae; Pseudomonas. 

ref|NR_027228.1| Helcococcus ovis 

55 Helcococcus ovis Bacteria; 

ncertae Sedis; Helcococcus. 

ref|NR_027192.1| Marinobacter 

62 1463368 Marinobacter bryozoorum 
omonadaceae; Marinobacter. 

ref|NR_024892.1| Idiomarina zobellii 

14 Idiomarina zobellii Bacteria; 


ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

1547710 1547752 1 43 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

1579154 1579196 1 43 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025606.1| Helcococcus sueciensis 
59 1614770 Helcococcus sueciensis 
mily XI. Incertae Sedis; Helcococcus. 
ref|NR_025588.1] Pseudomonas 

1640520 1642031 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
aceae; Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025557.1| Bacillus aeolius 

55 Bacillus aeolius Bacteria; 


ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
1733150 1733192 1 43 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 


ridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
1856283 1856325 1 43 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
1946064 1946106 1 43 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

173828 Bacteria_16S 2025270 2025312 1 43 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

173828 Bacteria_16S 2029805 2029847 1 43 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

173828 Bacteria_16S 2062076 2062118 1 43 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
173828 Bacteria_16S 2083542 2083584 1 43 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

173828 Bacteria_16S 2086555 2086597 1 43 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

173828 Bacteria_16S 2107771 2107813 1 43 gi|219878115|ref|NR_025254.1] Alkanindiges 


illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Alkanindiges. 


173828 Bacteria_ 


elongatus strain 


elongatus Bacteri 


Microbulbifer. 


173828 Bacteria_ 
microaerophila st 
microaerophila Ba 


Thioalkalispira. 


173828 Bacteria_16S 
salipaludis strai 
Proteob 
173828 Bacteria_16S 
strain Ps 9-14 16 
G 
173828 Bacteria_16S 
umsongensis strai 
umsongensis Bacte 


Bacteria; 


Proteobacteria; 


Pseudomonas. 


173828 Bacteria_16S 
strain Pss 26 16S 
G 
173828 Bacteria_16S 
strain NCIMB 8634 
G 
173828 Bacteria_16S 
strain NCIMB 8633 
G 
173828 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain K9951 16S 
Proteobacteria; 


pantheris strain 


pantheris Bacteri 
173828 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


173828 Bacteria_16S 
costantinii strai 
costantinii Bacte 


Pseudomonas. 


173828 Bacteria_16S 
venustensis strai 
Proteob 
173828 Bacteria_16S 
buryatense strain 
Proteob 
173828 Bacteria_16S 
strain A45 16S ri 
G 
173828 Bacteria_16S 


Bacteria; 


Bacteria; 


Proteobacteria; 


strain L2-TR 16S 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Nocardiopsaceae; 


173828 Bacteria_16S 
kunsanensis strai 
kunsanensis Bacte 


Nocardiopsaceae; 


173828 Bacteria_16S 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 
strain CFML 97-39 
G 
173828 Bacteria_16S 
strain CFML 97-51 
Proteob 
173828 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 


16S 2116938 2116980 1 
DSM 681 
a; Prot 


43 gi 
0 16S ribosomal RNA, partial se 
eobacteria; Gammaproteobacteria 


’ 


16S 2127583 2127625 1 43 gi 
rain ALEN 1 16S ribosomal RNA, partial 


cteria; Proteobacteria; Gammaproteobac 


2138111 2138153 1 
n SM-1 
acteria 


43 gi 
16S ribosomal RNA, partial sequ 
; Gammaproteobacteria; Alteromo 
2144103 2144145 1 43 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2145608 2145650 1 43 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2147113 21471551 
riboso 
ammapro 


43 

mal RNA, partial sequence 
teobacteria; Pseudomonadales; P 
2171411 2171453 1 43 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2172962 2173004 1 43 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2188077 2188119 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2197171 2197213 1 43 gi 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; Lactob 
2219837 2219879 1 43 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


gi 


se 
ac 


ti 
ac 


2234995 2235037 1 43 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


s 
ia 


2264114 2264156 1 43 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2277951 2277993 1 43 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2284038 2284080 1 43 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Met 
2299009 2299051 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
2321795 2321837 1 43 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323347 2323389 1 43 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2333825 2333867 1 43 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2401949 2401991 1 43 gi 
n HA-9T 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


en 
ir 


e 
oc 


di 


se 


na 


al 
e; 


en 
na 
219857639 
2143068 21445 
udomonad. 
219857638 
eq 
ia 


se 


se 


se 


se 


io 


219857657 
qu 


ence 


219857650 
s 
te 


equence 
ria; 


219857643 
ce 21370 


dales; 


uence 


’ 


219857637 
2146078 21475 
udomonad 
219857 
21703 
udomonad 
219857 
21719 
udomonad 
219857 
2187032 21885 
nellacea 
219857601 


621 


620 


607 


quence 


teria; 


219857576 


equence 


, 


219857557 
ce 22630 


illales; 


219857548 
22768 
M 
219857544 
2282981 22844 
hylococe 
219857531 
2297982 22993 
omarinac 
219857515 
23207 
udomonad 
219857514 
23223 
P 
219857507 
sequenc 
Actinomycet 


cales; 


dales; 


219857459 


nce 


Actinomyc 


2412747 2412789 1 43 gi 


219857452 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


Methylosarcina. 


Alteromo 


Chr 


Pseudo: 


illaceae 
219857586 
al seque 
P 


Pseudo: 


ref 
2 


ref 
2 


ref 


ref 


ref 


2 


ref 


acea 
ref 


acea 
ref 


acea 
ref 


e; L 
ref 


ND 


7 La 
ref 
nce 
seud 
ref 
mona 


ref 


Alc 
ref 


ethy 
ref 


acea 
ref 


eae; 
ref 


acea 
ref 


seud 
ref 


ref 


etal 


nada 


126557 21279 
omat 


73 2138564 Micro 


Alter 


144573 21460 
mona 


56 2171849 Cellv 


00 2173400 Cellv 


196082 21976 


2233956 223544 
Pseud 


50 2264581 Alcan 


93 2278392 Methy 


79 Methylobacter 


64 2322265 P 


16 2323816 Pseud 


e 2332775 23342 


2400924 240237 


NR_025246.1 


115900 211739 
Alteromonadaceae; 


les; 
NR_025239.1 


iales; Ecto 


NR_025232.1 


omonadaceae; 


NR_025228.1 


e; Pseudomo 
NR_025227.1 
2 
dales; Pseu 
NR_025226.1 


e; Pseudomo 
NR_025210.1 


e; Cellvibr 
NR_025209.1 


e; Cellvibr 
NR_025196.1 


egionella. 
NR_025189.1 
4 
ctobacillus. 
NR_025174.1 

221879 


omonadales; 


NR_025164.1 
dales; 


NR_025145.1 
iL 
anivoracacea 
NR_025136.1 
1 
lococcaceae; 


NR_025132.1 


e; Methyloba 
NR_025119.1 


Idiomarina 
NR_025103.1 
seudo: 
e; Pseudomon 
NR_025102.1 
°. 


omonadaceae; 
NR_025095.1 
9 
t 


ales; Strep 


NR_025047.1 


es; Streptos 


ref 


8 
it 


b 


n 


d 


a 
a: 
i 
i 


Microbulbifer 
0 Microbulbifer 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
acea 


as. 
Pseudomonas 

7 Pseudomonas 

omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
n 


as. 

Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Legionella busanensis 


07 Legionella busanensis Bacteria; 


Lactobacillus 
0 Lactobacillus 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Nocardiopsis 

9 Nocardiopsis 
osporangineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


NR_025040.1 


Methylosarcina 


2411699 2413210 Methylosarcina 


173828 Bacteria_16S 


strain AML-C10 16 


Proteobacteria; Gammaproteobacteria; Methylococcales; M 
173828 Bacteria_16S 
ain TMC4 16S ribosomal RNA, partial se 


peptidivorans str 
peptidivorans Bac 


173828 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


173828 Bacteria_16S 
train WW2-SN4a 16S ribosomal RNA, part 


olivapovliticus s 
olivapovliticus B 


173828 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


173828 Bacteria_16S 
in KCTC 9740 16S ribosomal RNA, partia 


peptonophila stra 
peptonophila Bact 


173828 Bacteria_16S 
in KCTC 3667 16S ribosomal RNA, partia 


dichotomicum stra 
dichotomicum Bact 


173828 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 


2414312 24143541 43 
S ribosomal RNA, partial sequence 


gi 


2435489 2435531 1 43 gi 
Clostri 


gi 


teria; Firmicutes; Clostridia; 
2440052 2440094 1 43 
ain Z-0021 16S ribosomal RNA, 

teria; Proteobacteria; 
2449229 24492711 43 gi 
acteria; Firmicutes; 
2450741 2450783 1 


Lactobacillales; 
43 gi 


lales; Thermoactinomycetaceae; Laceyel 
2452292 24523341 43 gi 


Thermoac 
gi 


Firmicutes; Bacillales; 
2453818 2453860 1 43 


eria; 


Firmicutes; Bacillales; Thermoac 
2455354 2455396 1 43 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


eria; 


Micrococcaceae; Arthrobacter. 


173828 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


173828 Bacteria_16S 


beliardensis stra 
beliardensis Bact 


173828 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


173828 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


173828 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


173828 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


173828 Bacteria_16S 


strain MHS-3 16S 
Proteobacteria; A 


173828 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
173828 Bact 
strain CIP 105470 
Proteobacteria; G 
173828 Bact 
strain CIP 105259 
Proteobacteria; G 
173828 Bact 
strain CIP 105274 
Proteobacteria; G 


173828 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


173828 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


173828 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


173828 Bacteria_16S 


strain CFML 96-17 


eria_16 


eria_16 


eria_16 


2501966 2502008 1 43 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2503472 2503514 1 43 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2506530 2506572 1 43 gi 


ammaproteobacteria; Chromatiales; Ecto 
2521720 2521762 1 43 gi 


rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2523200 2523242 1 43 gi 


rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2529272 2529314 1 43 gi 
ammaproteobacteria; Pseudomonadales; P 
2542333 25423751 43 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2556026 2556068 1 43 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
s 2557592 2557634 1 43 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
Ss 2562218 2562260 1 43 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
Ss 2571351 2571393 1 43 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2580472 2580514 1 43 gi 
8 16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2582038 2582080 1 43 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
2583608 2583650 1 43 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2585177 2585219 1 43 gi 
0 16S ribosomal RNA, partial sequence 


2413261 24147 


complete 
Gammaproteobact 


16S ribosomal RNA, partial sequence 2449732 245 


16S ribosomal RNA, partial sequence 2505486 25069 


16S ribosomal RNA, partial sequence 2528225 25296 


2541332 25426 


219857451 


ethylococc 
219857431 
quence 
diales; Cl 
219857428 
sequence 
eria; Meth 


219857420 
ial sequen 
Carnobacte 
219857419 
11 
la. 
219857418 
1 sequence 
tinomyceta 
219857417 
1 sequence 
tinomyceta 
219857415 
sequence 
eridae; Ac 


219857381 
25009 
ionellacea 
219857380 
artial seq 
ria; Legio 
219857373 


thiorhodos 
219857363 
sequence 

teria; Pse 


219857362 
sequence 
teria; Pse 


219857358 


seudomonad 
219857349 


yphomonada 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 

25825 
nadales; P 


ref |NR_025039.1 
aceae; Methylos 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_025007.1 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref|NR_025003.1 
2454319 245573 
tinomycetales; M 


ref|NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref |NR_024968.1 
uence 250240 
nellales; Legion 
ref|NR_024961.1 


piraceae; Alkali 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 

2522145 252361 
udomonadales; Ps 
ref|NR_024946.1 


acea 
ref 


e; Pseudomon 
NR_024937.1 
ceae; Hyphomona 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 


219857278 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
a 


rcina. 
Clostridium 

3 Clostridium 

ostridium. 
Methylobacter 

1 Methylobacter 

hylococcaceae; 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Laceyella putida 


92 Laceyella putida Bacteria; 


Seinonella 
3 Seinonella 
Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 
Arthrobacter 
2 Arthrobacter 
icrococcineae; 


Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Ss. 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 


ref|NR_024909.1 


Pseudomonas orientalis 


2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


173828 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


173828 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


173828 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


173828 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


173828 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


173828 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


173828 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


173828 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


173828 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


173828 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


173828 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


173828 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


173828 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


173828 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; G 


173828 Bacteria_16S 


strain LS-13 16S 


Proteobacteria; G 


173828 Bacteria_16S 


strain 441-1 16S 


Proteobacteria; G 


173828 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


173828 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; G 


173828 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


173828 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


173828 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; G 


173828 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


2596015 2596057 1 43 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597581 2597623 1 43 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2679769 2679811 1 43 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2681308 2681350 1 43 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2729408 2729450 1 43 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2816299 2816341 1 43 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2854474 2854516 1 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2859157 2859199 1 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2863760 2863802 1 43 gi 


ammaproteobacteria; Pseudomonadales; P 
2920570 2920612 1 43 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2971900 2971942 1 43 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


2973415 2973457 1 43 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


2974977 2975019 1 43 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2990229 2990271 1 43 gi 


gi 


ammaproteobacteria; Legionellales; Leg 
2991766 2991808 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2993256 2993298 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3047955 3047997 1 43 gi 
ain GF112B 16S ribosomal RNA, partial 

teria; Firmicutes; Lactobacillales; Ae 
3173096 3173138 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3177690 3177732 1 43 gi 


ammaproteobacteria; Pseudomonadales; P 
3266976 3267018 1 43 gi 
ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3268394 3268436 1 43 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3318671 33187215 55 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 


173828 Bacteria_16S 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 


3366055 3366097 1 43 gi 


219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857203 
sequence 
ceae; Lent 
219857202 
1 sequence 
Carnobacte 
219857168 
quence 
acillaceae 
219856913 
equence 

ia; Pseudo: 


’ 


219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856882 


6S ribosomal RNA, partial sequence 2862729 28642 


seudomonad 
219856843 
1 sequence 
cteria; Ps 


219846942 
sequence 
ria; Pseud 


219846941 
al sequenc 


eria; Pseu 


219846940 


2973936 29754 


seudomonad 
219846930 


6S ribosomal RNA, partial sequence 2989207 29906 


ionellacea 
219846929 


2990709 29921 


ionellacea 
219846928 


2992209 29936 


ionellacea 
219846890 

sequence 

rococcacea 
219846806 


3172065 31735 


matiaceae; 
219846803 


16S ribosomal RNA, partial sequence 3176631 31781 


seudomonad 
219846743 


3265947 32672 


lales; Leg 
219846742 


3267345 32688 


ionellacea 
219846708 


3317638 33191 


eta. 
219846673 


ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref |NR_024831.1 

2678696 268021 
ibacillus. 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref |NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 


ref|NR_024701.1 


aceae; Pseudomon 
ref|NR_024662.1 

2919511 292100 
eudomonadales; P 


ref|NR_026534.1 
2970861 297232 
omonadales; Pseu 


ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 
ref|NR_026532.1 


acea 
ref 


e; Pseudomon 
NR_026522.1 


e; Legionella. 
ref|NR_026521.1 
58 Fluoribacter 
e; Fluoribacter. 
ref |NR_026520.1 


e; Legionella. 
ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref|NR_026398.1 


Thi 
ref 


orhodococcus 
NR_026395.1 


acea 
ref 


e; Pseudomon 
NR_026335.1 


ione 
ref 


llaceae; Leg 
NR_026334.1 


e; L 
ref 


egionella. 
NR_026300.1 


ref |NR_026265.1 


336503 


Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Lentibacillus 
9 Lentibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Alicyclobacillus 
6 Alicyclobacillus 
us. 

Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Pseudomonas 

8 Pseudomonas 

seudomonadaceae; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Facklamia 
3 Facklamia 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Caloramator 
4 3366453 Caloramator 


proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 


173828 Bacteria_16S 
marinum DSM 5261 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 
173828 Bacteria_16S 3418898 3418940 1 43 gi 
frateurii strain IFO 3264 16S ribosomal RNA, partial se 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria 
Gluconobacter. 
173828 Bacteria_16S 3420453 3420495 1 43 gi 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
173828 Bacteria_16S 3424897 3424942 1 46 gi 
carrageenovora strain ATCC 12662 16S ribosomal RNA, par 


3388775 3388817 1 43 gi 


16S ribosomal RNA, partial sequence 3387742 33891 
ma 


qu 


en 
na 


ta 


219846653 


tiaceae; 
219846632 
ence 


, 


219846631 
ce 34194 
dales; 


219846628 


Rhodospi 


P 


al seque 


ref|NR_026245.1| Rhabdochromatium 

93 Rhabdochromatium marinum Bacteria; 

Rhabdochromatium. 

ref|NR_026224.1] Gluconobacter 
3417892 3419367 Gluconobacter 

rillales; Acetobacteraceae; 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
1 3425283 


ref 
nce 


NR_026220.1 
342386 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae; Pseudoalteromonas. 


173828 Bacteria_16S 3571890 3571932 1 43 gi|219846528|ref|NR_026120.1| Turicella otitidis 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 3572303 Turicella otitidis Bacteria; 
Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

173828 Bacteria_16S 3576436 3576478 1 43 gi|219846525|ref|NR_026117.1| Legionella feeleii 
strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

173828 Bacteria_16S 3614555 3614597 1 43 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 

173828 Bacteria_16S 3629441 3629483 1 43 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

173828 Bacteria_16S 3649270 3649312 1 43 gi|219846472|ref|NR_026064.1| Methylocaldum 
szegediense strain OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

173828 Bacteria_16S 3650809 3650851 1 43 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

173828 Bacteria_16S 3652350 3652392 1 43 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

173828 Bacteria_16S 3678375 36784175 47 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

173828 Bacteria_16S 3763639 3763681 1 43 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

173828 Bacteria_16S 3798177 3798219 1 43 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

173828 Bacteria_16S 3810236 3810278 1 43 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 


strain B62 16S ribosomal RNA, complete sequence 


3809177 38107 


05 Pseudomonas flavescens Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

173828 Bacteria_16S 3897391 3897433 1 43 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

173828 Bacteria_16S 3906449 3906491 1 43 gi| 219846291 |ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

173828 Bacteria_16S 3957332 39573741 43 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 

173828 Bacteria_16S 3983778 3983820 1 43 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

173828 Bacteria_16S 4006104 4006146 1 43 gi|219846221|ref|NR_025811.1] Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

173828 Bacteria_16S 4010655 4010697 1 43 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

173828 Bacteria_16S 4018136 4018178 1 43 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 


strain SW-154 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Kangiella. 


4017086 4018581 Kangiella aquimarina Bacteria; 


173828 Bacteria_16S 
vulcanalis strain 
Firmicu 
173828 Bacteria_16S 


Bacteria; 


maritimus strain 
Bacteria; 


salicampi strain 
Bacteria; 


Desulfovibrio. 


173828 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


173828 Bacteria_16S 
alaskensis strain 
Proteob 
173828 Bacteria_16S 
aespoeensis strai 
aespoeensis Bacte 


Bacteria; 


Desulfovibrio. 


173828 Bacteria_16S 


strain TF-27 16S 
Proteobacteria; 


strain K 1/K2 16S 
Bacteroidetes; Sp 


173828 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


173828 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


173828 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


173828 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


173828 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; G 


173828 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


173828 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


173828 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


173828 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


173828 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


Proteob 
173828 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacte 
173828 Bacteria_16S 


Firmicu 
173828 Bacteria_16S 
longreachensis st 
longreachensis Ba 


G 
173828 Bacteria_16S 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
570977 571018 5 46 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
858601 858642 5 46 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
941226 941267 5 46 gi 


s 


gi|265678672 


265678473 
ce 
265678418 
hingobacteria; Sphingobacteriales; Chi 


976720 976761 5 46 gi 
ibosomal RNA, partial sequence 


265678393 


n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1385679 1385724 1 46 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


quence 


228716834 
equence 


219878471 
quence 
te. 


1608396 1608441 1 46 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1617326 16173675 46 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


219878465 
sequence 
ph 


173828 Bacteria_16S 


1618849 1618890 5 46 gi|219878464 


433793 43528 
hewanellac 


569932 57142 
ingobacter 


85752 
ibrionales 


6S ribosomal RNA, partial sequence 940206 94166 
tinophagac 


975693 97713 


ia; Altero 


eobacteria 


ria; Alt 


ingobact 


eae; 
ref 


iace 
ref 


; De 
ref 


eae; 
ref 


mona 
ref 


; Al 
ref 
erom 


ref 


eria 


3 Chitinophaga 


1276861 12782 


1384632 13861 


1607365 16088 


1616292 16177 


Shewanella. 
NR_028977.1 


ae; 
NR_028776.1 


6 859025 Desulf 
sulfovibrion 


NR_028720.1 


Chitinopha 
NR_028695.1 


6 
dales; Colwe 
NR_027556.1 
3 
teromonadale 
NR_025610.1 
1 
onadales; Sh 
NR_025604.1 
6 


les; Cycloba 


ref 


NR_025603.1 


4048604 4048646 1 43 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
4057467 4057509 1 43 gi|219846182|ref|NR_025772.1| Microbulbifer 
TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
4196178 4196220 1 43 gi|219846078|ref|NR_025668.1| Zooshikella 
n JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
4209661 4209703 1 43 gi|219846069|ref|NR_025659.1| Lentibacillus 
SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
tes; Bacillales; Bacillaceae; Lentibacillus. 
11393) 11434 5 46 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
rain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
14518 14563 1 46 gi|265679054|ref|NR_029362.1| Francisella tularensis 
strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
50962 51003 5 46 gi|265679030|ref|NR_029338.1| Desulfovibrio 
All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
96333 96374 5 46 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
n Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
434837 434882 1 46 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 
Pedobact 


er. 

Desulfovibrio 

ovibrio mexicanus 
aceae; Desulfovibrio. 
Chitinophaga pinensis 


pinensis Bacteria; 
g 


a. 
Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

1010383 1010428 1 46 gi|265678371|ref|NR_028673.1| Shewanella algae 
ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1062208 1062249 5 46 gi|265678336|ref|NR_028638.1| Chitinophaga 

758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
idetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

1152683 1152728 1 46 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 

ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

1196628 1196669 5 46 gi|228715574|ref|NR_027535.1| Denitrovibrio 
2809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
eferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

1277889 1277934 1 46 gi|219846127|ref|NR_025717.1| Thalassomonas 


8 Thalassomonas 
lliaceae; Thalassomonas. 
Shewanella 

1 Shewanella 

s; Shewanellaceae; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 


Algoriphagus chordae 


strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 


Bacteroidetes; Sp 


hingobacteria; 


Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 


173828 Bacteria_16S 1620372 1620413 5 46 gi|219878463|ref|NR_025602.1| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

173828 Bacteria_16S 1621895 16219365 46 gi|219878462|ref|NR_025601.1| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

173828 Bacteria_16S 1624926 1624967 5 46 gi|219878460|ref|NR_025599.1| Belliella baltica 
strain BA134 16S ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

173828 Bacteria_16S 1714879 17149205 46 gi|219878398|ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

173828 Bacteria_16S 1716413 1716454 5 46 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

173828 Bacteria_16S 1717967 1718008 5 46 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

173828 Bacteria_16S 1719489 17195305 46 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

173828 Bacteria_16S 1757634 1757679 1 46 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

173828 Bacteria_16S 1818228 1818269 5 46 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

173828 Bacteria_16S 1847263 1847308 1 46 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

173828 Bacteria_16S 1894644 1894685 5 46 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
Desulfomicrobium. 

173828 Bacteria_16S 1903683 1903727 1 46 gi|219878261|ref|NR_025400.1| Facklamia miroungae 


CIP 106764 16S ri 
Firmicutes; Lacto 


173828 Bacteria_16S 


aerophilus strain 
aerophilus Bacter 


173828 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 


173828 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


173828 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


173828 Bacteria_16S 


strain 63 16S rib 
Proteobacteria; G 


173828 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


173828 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


173828 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


173828 Bacteria_16S 


strain ACEM 9 16S 
Proteobacteria; G 


bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 

1906406 1906447 5 46 gi 
I/26Cor1 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; Sp 
1933867 1933908 5 46 gi 


eq 
hi 


eltaproteobacteria; Desulfovibrionales; 


1977840 1977881 5 46 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
1988795 1988840 1 46 gi 


ib 


osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2280978 2281023 1 46 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


D 


173828 Bacteria_16S 


1902626 19040 


219878259 


uence 
ngoba 


219878239 
16S ribosomal RNA, partial sequence 1932811 19342 


Desul 


219878210 


19 
riona 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


2267708 22692 


esulf 


219857546 
2279959 22814 


ref |NR_025398.1 

1905456 190681 
riales; Flexibac 
ref|NR_025378.1 


cte 


fomicrobiaceae; Des 
ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025342.1 


767 
les 


cter 
ref 


oba aceae; Desul 


NR_025134.1 


30 Facklamia miroungae Bacteria; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 
Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatumella. 

2092553 2092598 1 46 gi|219878128|ref|NR_025267.1| Shewanella baltica 
osomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2163703 21637445 46 gi|219857626|ref|NR_025215.1| Desulfovibrio 
rain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

2268791 2268836 1 46 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


2294564 2294609 1 46 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2443108 2443153 1 46 gi|219857424|ref|NR_025012.1| Shewanella japonica 


strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 


Proteobacteria; G 


ammaproteobacteria; Alteromonadales; 


Shewanellaceae; 


Shewanella. 


173828 Bacteria_16S 
strain H/T1 16S r 
Tenericutes; Moll 
173828 Bacteria_16S 
strain B1/T1 16S 
Tenericutes; Moll 
173828 Bacteria_16S 
strain CVL 16S ri 
Proteobacteria; D 
173828 Bacteria_16S 
strain Y223G 16S 
Proteobacteria; G 
173828 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; Clostridia; 
173828 Bacteria_16S 2961156 2961201 1 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
173828 Bacteria_16S 
strain lacT 16S r 
Proteobacteria; D 
173828 Bacteria_16S 
strain NCTC 9810 
Firmicutes; Clost 
173828 Bacteria_16S 
hydrogenovorans s 
hydrogenovorans Bacteria; 
Desulfonatronovibrio. 
173828 Bacteria_16S 
islandicus strain 
Bacteria; Nitrosp 
173828 Bacteria_16S 
vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 
173828 Bacteria_16S 
frigidimarina str 
frigidimarina Bacteria; Proteobacteria; 
173828 Bacteria_16S 3663086 3663131 1 
psychrotropica st 
psychrotropica Bacteria; Proteobacteria; 
173828 Bacteria_16S 3766591 3766632 5 
acrylicus strain 
Bacteria; Proteob 
173828 Bacteria_16S 
gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 
173828 Bacteria_16S 
strain UC/MF 16S 
Tenericutes; Moll 
173828 Bacteria_16S 
strain S51-wW 16S 
Proteobacteria; G 
173828 Bacteria_16S 
strain PS6 16S ri 
Tenericutes; Moll 
173828 Bacteria_16S 
strain NCIMB 8628 
Bacteroidetes; Sphingobacteria; 
173828 Bacteria_16S 4007563 4007604 5 46 
strain SW-2 16S ribosomal RNA, partial sequence 


2480819 2480864 1 46 
ibosomal RNA, partial sequence 


2483840 2483885 1 46 
ribosomal RNA, partial sequence 


2614544 2614585 5 46 
bosomal RNA, partial sequence 


2717150 2717195 1 46 
ribosomal RNA, partial sequence 


2739850 2739891 5 46 


46 
Colwelliaceae; 


3043379 3043420 5 46 
ibosomal RNA, partial sequence 


3229225 32292701 46 


ridia; Clostridiales; 


3244497 3244538 5 46 


Proteobacteria; 


3288216 3288257 5 46 


3314090 33141315 46 


eria; Proteobacteria; 


3660026 3660071 1 46 


46 


46 


3768002 3768043 5 46 


3780144 3780189 1 46 
ribosomal RNA, partial sequence 


3796647 3796692 1 46 
ribosomal RNA, partial sequence 


3799686 37997311 46 
bosomal RNA, partial sequence 


3979393 39794345 46 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteria 
173828 Bacteria_16S 4065106 4065147 5 46 gi| 219846176 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 40655 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfov 
173828 Bacteria_16S 4096865 4096906 5 46 gi|219846155 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingo 
Algoriphagus. 

173828 Bacteria_16S 4098351 4098392 5 46 gi| 219846154 


icutes; Mycoplasmataceae; Mycoplasma. 


icutes; Mycoplasmataceae; Mycoplasma. 


eltaproteobacteria; Desulfovibrionales 


ammaproteobacteria; Alteromonadales; C 


Na82 16S ribosomal RNA, partial sequen 
Thermoanaerobacterale 


2960112 2961625 Colwe 


eltaproteobacteria; Desulfovibrionales 


16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Fami 


train Z-7935 16S ribosomal RNA, partia 
Deltaproteoba 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
in G3 100 16S ribosomal RNA, partial s 
Deltaproteobacte 
ain ICP1 16S ribosomal RNA, partial se 


Gammaproteobact 


rain ACAM 179 16S ribosomal RNA, parti 
Gammaproteobac 


W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 


SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


icutes; Mycoplasmataceae; Mycoplasma. 


ammaproteobacteria; Alteromonadales; C 


icutes; Mycoplasmataceae; Mycoplasma. 


16S ribosomal RNA, partial sequence 
Sphingobacteriales; Flexibacterac 


gi| 219857396 
2479798 24812 


gi| 219857394 
2482825 24842 


gi| 219857256 
2613469 26150 


’ 


gi|219857177 
2716108 27175 


219857161 
ce 27388 
S; 
219856816 


gi 


gi 


Colwellia. 
gi|219846894 
3042319 30437 


v 


gi|219846768 
ly XI. I 
219846758 
1 sequence 
cteria; De 


gi 


219846729 
ence 32871 
hermodesul 
219846711 
equence 

ria; Desul 


gi 


gi 


219846465 
quence 
eria; Alte 
219846463 
al sequenc 
teria; Alt 
219846387 
ce 37655 
ibrionales 
219846386 
sequence 
a; Desulfo 


gi 


gi 


gi 


gi 


gi| 219846377 
3779118 37805 


gi| 219846366 
3795600 37970 
olwelliace 
gi| 219846363 
3798661 38001 


219846239 
39784 


gi 


gi|219846218 
4006528 40080 


Desulfov 


olwelliace 


Thermodesul 


Desulfov 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 
ref|NR_024982.1| Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Desulfovibrio. 
ref|NR_024805.1| Colwellia piezophila 
81 Colwellia piezophila Bacteria; 

ae; Colwellia. 
ref |NR_024789.1 
10 2740172 Thermo 
fobiaceae; T 
NR_024635.1 
maris Bacte 


Desulfovibrio senezii 
senezii Bacteria; 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Colwellia maris strain 
ria; Proteobacteria; 


ref 
llia 


ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Desulfovibrio. 
ref|NR_026360.1| Anaerococcus octavius 
00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 
ref|NR_026350.1| Desulfonatronovibrio 
3243444 3244946 Desulfonatronovibrio 


sulfovibrionales; Desulfohalobiaceae; 


Desulfovibrio zosterae 
zosterae Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026303.1 

3313036 331453 
fovibrionales; D 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


ref|NR_026057.1] Shewanella 
3658961 3660465 Shewanella 
romonadales; Shewanellaceae; 
ref|NR_026055.1| Colwellia 
e 3662041 3663526 Colwellia 
eromonadales; Colwelliaceae; Colwellia. 
ref|NR_025978.1| Desulfovibrio 
67 3766920 Desulfovibrio acrylicus 
; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_025977.1| Desulfovibrio 
3766971 3768387 Desulfovibrio 
vibrionales; Desulfovibrionaceae; 


Shewanella. 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025957.1| Colwellia rossensis 
66 Colwellia rossensis Bacteria; 
ae; Colwellia. 
ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


ref|NR_025829.1| Cytophaga aurantiaca 
37 3979693 Cytophaga aurantiaca Bacteria; 
eae; Cytophaga. 

ref|NR_025808.1| Algoriphagus marincola 


03 Algoriphagus marincola Bacteria; 
ceae; Algoriphagus. 
ref|NR_025766.1| Desulfovibrio bastinii 
18 Desulfovibrio bastinii Bacteria; 
ibrionaceae; Desulfovibrio. 
ref|NR_025745.1| Algoriphagus 

4095844 4097268 Algoriphagus 
bacteriales; Cyclobacteriaceae; 


halophilus strain JC2051 16S ribosomal RNA, partial sequence 


halophilus Bacteria; Bacteroidetes; Sphingobacteria; 


Sphingobacte 


ref|NR_025744.1| Algoriphagus 
4097319 4098745 Algoriphagus 
riales; Cyclobacteriaceae; Algoriphagus. 


173828 Bacteria_16S 


mannitolivorans s 
mannitolivorans B 
Algoriphagus. 


173828 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


173828 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


173828 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


173828 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


173828 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


173828 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


173828 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


173828 Bacteria_16S 


californicum stra 
californicum Bact 


173828 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


173828 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


173828 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


173828 Bacteria_16S 


PB90-1 16S riboso: 
Opitutae; Opituta 


173828 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


173828 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


173828 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


173828 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
535829 535869 5 45 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
696648 696692 1 45 gi 
mal RNA, partial sequence 

les; Opitutaceae; Opitutus. 
1050185 1050225 5 45 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1149710 11497505 45 gi 
ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
1202693 1202733 5 45 gi 


motogales; Thermotogaceae; Thermotoga. 
1394615 1394655 5 45 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 


173828 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


1783206 1783246 6 46 gi 
16S ribosomal RNA, partial sequence 
teria; Fusobacteriales; Fusobacteriace 


504361 50587 


265678695 


534808 53626 


xibacterac 
265678585 


695588 697067 Opitu 


265678345 
quence 
urobacteri 
253680757 


1148654 11501 
Geovibrio. 


228715358 


228715897 


1393543 13950 


219878348 


4099807 4099848 5 46 gi| 219846153 |ref|NR_025743.1 
train JC2050 16S ribosomal RNA, partial sequence 4098796 410017 
acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyc 

4104283 4104328 1 46 gi|219846150|ref|NR_025740.1 
mal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacte 
ia; Vibrionales; Vibrionaceae; Vibrio. 

4136225 4136266 5 46 gi|219846123|ref|NR_025713.1 
rain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
cteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 

4137791 4137832 5 46 gi|219846122|ref|NR_025712.1 

ribosomal RNA, partial sequence 4136739 41382 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4142487 4142528 5 46 gi|219846119|ref|NR_025709.1 
ribosomal RNA, partial sequence 4141437 41429 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4144053 4144094 5 46 gi|219846118|ref|NR_025708.1 
ribosomal RNA, partial sequence 4143001 41445 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4147185 41472265 46 gi|219846116|ref|NR_025706.1 
ain PUP-1 16S ribosomal RNA, partial sequence 4146134 414764 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 

4150315 4150356 5 46 gi|219846114|ref|NR_025704.1 

ribosomal RNA, partial sequence 4149264 41507 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4151871 41519125 46 gi|219846113|ref|NR_025703.1 
ibosomal RNA, partial sequence 4150819 41521 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4153299 4153340 5 46 gi|219846112|ref|NR_025702.1 

ribosomal RNA, partial sequence 4152247 41537 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4154864 4154905 5 46 gi|219846111|ref|NR_025701.1 
ribosomal RNA, partial sequence 4153813 41553 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4156430 41564715 46 gi|219846110|ref|NR_025700.1 
ibosomal RNA, partial sequence 4155378 41568 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4159561 4159602 5 46 gi|219846108|ref|NR_025698.1 
bosomal RNA, partial sequence 4158509 41600 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

125400 125440 5 45 gi| 265678979 |ref|NR_029287.1 
in NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 
eria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

300549 300593 1 45 gi|265678860|ref|NR_029166.1 
in ST-6 16S ribosomal RNA, partial sequence 299496 300945 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

305118 305158 5 45 gi| 265678857 |ref|NR_029163.1 
ribosomal RNA, complete sequence 304028 30558 
motogales; Thermotogaceae; Thermotoga. 

505423 505463 5 45 gi|265678715|ref|NR_029020.1 


ref 
eae; 
ref 
tus 
ref 
acea 


ref 


ref 


somal RNA, partial sequence 1201630 1203111 Thermotog 


ref 


1049100 10505 


NR_029000.1 


Arcicella. 
NR_028890.1 
terrae Bacte 


NR_028647.1 
8 
e; Balneariu 
NR_028005.1 


NR_027530.1 
a neapolitan 


NR_027542.1 


ref 


Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Nitrospira 
Nitrospira 


Mycoplasma 
Mycoplasma 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Balnearium 
0 Balnearium 
m. 
Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


NR_025487.1 


Sneathia sanguinegens 


1782175 1783536 Sneathia sanguinegens 


ae; Sneath 


ia. 


173828 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


173828 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


173828 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


173828 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


173828 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


173828 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


173828 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


173828 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


1916997 19170375 45 gi 
16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho 
2088105 2088145 5 45 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2790830 2790870 5 45 gi 
ogae; Thermotogales; Thermotogaceae; T 
2828431 28284715 45 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
3379646 3379686 5 45 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 
3451622 3451662 5 45 gi 
motogales; Thermotogaceae; Thermotoga. 
3754488 3754532 1 45 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3778648 3778688 5 45 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 


219878250 
19159 
219878131 
1 sequence 
sulfurobac 
219857123 


6S ribosomal RNA, partial sequence 2789778 27912 


hermotoga. 
219856905 


2827347 28288 


219846663 
equence 
a; Desulfo 


219846609 


6S ribosomal RNA, partial sequence 3450571 34520 


219846396 


3753459 37549 


219846378 


3777587 37790 


ref|NR_025389.1 
11 1917433 Thermo 


Thermosipho geolei 
sipho geolei Bacteria; 


Desulfurobacterium 
8 Desulfurobacterium 
teriaceae; Desulfurobacterium. 
ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


ref|NR_025270.1 
2087053 208849 


ref|NR_024726.1| Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


NR_026255.1 
3378593 338009 
vibrionales; s 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


ref|NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


173828 Bacteria_16S 3877191 38772315 45 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 
173828 Bacteria_16S 4236986 42370265 45 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 
173828 Bacteria_16S 560296 560339 1 43 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 
173828 Bacteria_16S 890298 890341 1 43 gi| 265678451 |ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
173828 Bacteria_16S 1204185 1204228 1 44 gi| 228715356 |ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
173828 Bacteria_16S 1205691 1205734 1 44 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
173828 Bacteria_16S 1739212 1739255 1 43 gi| 219878382 |ref|NR_025521.1]| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
173828 Bacteria_16S 2329235 2329278 1 43 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
173828 Bacteria_16S 3150214 3150256 1 43 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
173828 Bacteria_16S 3154825 3154869 1 45 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
173828 Bacteria_16S 3417456 3417499 1 43 gi|219846633|ref|NR_026225.1| Actinomyces 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
173828 Bacteria_16S 4105839 4105874 1 36 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
173828 Bacteria_16S 4230964 42310111 47 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
173828 Bacteria_16S 37361 37403 1 43 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 


guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 

173828 Bacteria_16S 38764 38806 1 43 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

173828 Bacteria_16S 41852 41894 1 43 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173828 Bacteria_16S 78151 78193 1 43 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

173828 Bacteria_16S 146627 146669 1 43 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

173828 Bacteria_16S 168116 168158 1 43 gi|265678951|ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173828 Bacteria_16S 169640 169682 1 43 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173828 Bacteria_16S 171116 171158 1 43 gi|265678949|ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173828 Bacteria_16S 172626 172668 1 43 gi| 265678948 |ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173828 Bacteria_16S 174134 174176 1 43 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

173828 Bacteria_16S 175642 175684 1 43 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173828 Bacteria_16S 177128 177170 1 43 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

173828 Bacteria_16S 192419 192461 1 43 gi|265678935|ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

173828 Bacteria_16S 209393 209435 1 43 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 223227 223269 1 43 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173828 Bacteria_16S 233735 233777 1 43 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

173828 Bacteria_16S 259761 259803 1 43 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

173828 Bacteria_16S 271740 271782 1 43 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

173828 Bacteria_16S 283887 283929 1 43 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

173828 Bacteria_16S 288367 288409 1 43 gi|265678868|ref|NR_029174.1| Mycoplasma felis 
strain ATCC 23391 16S ribosomal RNA, partial sequence 287341 288773 Mycoplasma felis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

173828 Bacteria_16S 314344 314386 1 43 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

173828 Bacteria_16S 350915 350957 1 43 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

173828 Bacteria_16S 358176 358218 1 43 gi|265678816|ref|NR_029121.1| Loktanella 


hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 


357208 


358614 Loktanella 


hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


173828 Bacteria_16S 362781 362819 5 43 

strain B7-43 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
173828 Bacteria_16S 365709 365751 
strain A3 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
173828 Bacteria_16S 379270 379312 


gi| 265678813 


’ 


265678811 


Desulfovibrionales 
i 43 gi 
sequence 
Rhodobacterales; R 


1 43 gi| 265678802 


strain HTCC2597 16S ribosomal RNA, partial sequence 378266 37969 
hodobacter 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
173828 Bacteria_16S 400742 400784 1 43 gi 
asymbiotica subsp 
Photorhabdus asymbiotica subsp. 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
173828 Bacteria_16S 451714 451756 5 47 
strain Met-12 16S ribosomal RNA, partial sequence 


265678788 


gi|265678753 


361716 36321 
Desulfov 


364736 36609 
hodobacter 


australis strain 9802892 16S ribosomal RNA, pa 


450666 45216 


ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; De 
ref|NR_029116.1 


acea 
ref 


e; Salipige 
NR_029107.1 


acea 
ref 
rtia 


e; Oceanico 
NR_029093.1 
1 sequence 


ref|NR_029058.1 


Ss 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Salipiger mucosus 


9 Salipiger mucosus Bacteria; 
ris 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 
AF 


a. 
Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

173828 Bacteria_16S 477569 477611 1 43 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


173828 Bacteria_16S 486862 486904 1 43 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173828 Bacteria_16S 503871 503913 1 43 gi|265678716|ref|NR_029021.1| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

173828 Bacteria_16S 517474 517516 1 43 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

173828 Bacteria_16S 519039 519081 1 43 gi|265678706|ref|NR_029011.1| Photorhabdus 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Photorhabdus. 

173828 Bacteria_16S 546508 546550 1 43 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

173828 Bacteria_16S 572465 572507 1 43 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

173828 Bacteria_16S 584418 584460 1 43 gi| 265678663 |ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

173828 Bacteria_16S 614716 614758 5 47 gi|265678642|ref|NR_028947.1| Petrotoga olearia 
strain SL24 16S ribosomal RNA, partial sequence 613678 615152 Petrotoga olearia Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

173828 Bacteria_16S 616274 616316 1 43 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173828 Bacteria_16S 628404 628446 1 43 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M11 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

173828 Bacteria_16S 645251 645293 1 43 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 


40M4T 16S ribosomal RNA, 
Gammaproteobacter 


complete sequence 644174 645732 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


173828 Bacteria_16S 663178 663220 1 43 gi| 265678607 
strain 279-56 16S ribosomal RNA, partial sequence 662137 66364 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
cloacae complex. 

173828 Bacteria_16S 670787 670825 5 43 gi| 265678602 


strain MV1075 16S ribosomal RNA, partial sequence 669757 67122 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 
173828 Bacteria_16S 690511 690553 1 43 gi| 265678589 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 69096 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
173828 Bacteria_16S 692063 692105 1 43 gi| 265678588 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 


o lentus Bacteri 


ref|NR_028912.1 


teriaceae; Enter 


ref|NR_028907.1 


ref|NR_028894.1 


teriaceae; Citro 


a; Proteobacteria; 


Enterobacter cloacae 


7 Enterobacter cloacae Bacteria; 


obacter; Enterobacter 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 


ref |NR_028893.1 
691014 692520 


Buttiauxella 
Buttiauxella 


warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


173828 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; 


strain NVI 88/478 
Proteobacteria; 


173828 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; 


173828 Bacteria_16S 


strain XINach 16S 
Proteobacteria; 


luminescens subsp 


Enterobacteriales 


173828 Bacteria_16S 


G 
173828 Bacteria_16S 


G 


G 


G 
173828 Bacteria_16S 


709749 709791 1 43 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

711307 711349 1 43 gi|265678575|ref|NR_028880.1| Moritella viscosa 

16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

717504 717546 1 43 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
bosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

722145 722187 1 43 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 

ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

723731 723773 1 43 gi| 265678566 |ref|NR_028870.1| Photorhabdus 
- laumondii strain TT0O1 16S ribosomal RNA, partial sequence 722663 724202 

Photorhabdus luminescens subsp. laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
; Enterobacteriaceae; Photorhabdus. 
725314 725356 1 43 gi| 265678565 |ref|NR_028869.1| Photorhabdus 
akhurstii strain FRG04 16S ribosomal RNA, partial sequence 724253 725774 


luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


173828 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


173828 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


173828 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


173828 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


173828 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


173828 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


173828 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


173828 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


173828 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


173828 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


173828 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


173828 Bacteria_16S 


strain DSS-3 16S 


’ 


Photorhabdus. 
43 


Enterobacteriaceae; 

770009 770051 1 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
773108 773150 1 43 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
779353 779395 1 43 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
791602 791644 1 43 gi 


gi 


ammaproteobacteria; Alteromonadales; P 
803913 803955 1 43 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
819084 819126 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820589 820631 1 43 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
845068 845110 1 43 gi 


ammaproteobacteria; Enterobacteriales; 
848131 848173 1 43 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
888806 888847 1 43 gi 
-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


928901 928943 1 43 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930385 930427 1 43 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


173828 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


173828 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


173828 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


173828 Bacteria_16S 


strain WSU 86/104 
Chlamydiae; Chlam 


966010 966052 1 43 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


970583 970621 5 43 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


972143 972185 1 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
973706 973744 5 43 gi 
4 16S ribosomal RNA, complete sequence 

ydiales; Waddliaceae; Waddlia. 


768965 770424 Vibri 


6S ribosomal RNA, complete sequence 790537 79204 


802889 80433 


818049 81950 


819558 82101 


16S ribosomal RNA, partial sequence 844000 84550 


929371 93083 


265678533 


265678531 
quence 

nobacteria 
265678526 
ce 77827 
acterales; 
265678518 


sychromona 
265678510 


265678500 


Enterobac 
265678499 


Enterobac 
265678483 


Enterobac 
265678481 
nce 84713 
terales; R 
265678452 
nce 88778 
ales; Pseu 


265678426 
nce 92790 
terales; R 
265678425 


hodobacter 
265678401 
1 sequence 
eobacteria 


265678397 
uence 
teria; Des 
265678396 

97110 
obacterale 
265678395 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_028837.1| Vibrio ruber strain 
o ruber Bacteria; Proteobacteria; 
ref |NR_028835.1| Atopostipes 

772034 773579 Atopostipes 
ceae; Atopostipes. 
ref|NR_028830.1| Desulfobacter 
2 779794 Desulfobacter postgatei 
Desulfobacteraceae; Desulfobacter. 
ref|NR_028821.1| Psychromonas arctica 


3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 
ref|NR_028813.1| Mycoplasma canis 
3 Mycoplasma canis Bacteria; 


ref|NR_028803.1| Kluyvera cryocrescens 
7 Kluyvera cryocrescens Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028802.1| Kluyvera intermedia 
0 Kluyvera intermedia Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028786.1| Samsonia erythrinae 
2 Samsonia erythrinae Bacteria; 
teriaceae; Samsonia. 

ref|NR_028784.1] Paracoccus 

2 848491 Paracoccus kondratievae 
hodobacteraceae; Paracoccus. 
ref|NR_028754.1] Saccharopolyspora 

3 889225 Saccharopolyspora flava 
donocardineae; Pseudonocardiaceae; 


Roseovarius 
arius nubinhibens 


ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; Roseovarius. 

ref|NR_028727.1| Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


97261 


aceae; Ruegeria. 
ref|NR_028703.1| Salinivibrio costicola 
964933 966480 Salinivibrio costicola 
; Vibrionales; Vibrionaceae; 
ref|NR_028699.1| Desulfovibrio 
969528 971049 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 
ref |NR_028698.1| Campylobacter lanienae 
0 972566 Campylobacter lanienae 
s; Campylobacteraceae; Campylobacter. 
ref|NR_028697.1| Waddlia chondrophila 
7 974173 Waddlia chondrophila Bacteria; 


173828 Bacteria_16S 
barnesii strain S 
Proteob 
173828 Bacteria_16S 
strain CDC 2970-5 
Proteob 
173828 Bacteria_16S 
strain 167 16S ri 
G 
173828 Bacteria_16S 
strain I-75 16S r 
G 
173828 Bacteria_16S 


Bacteria; 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


strain DO 14784 1 
Proteobacteria; 


strain ATCC 33433 
Proteobacteria; 
Proteobacteria; 


strain KMM 1406 1 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 
strain SB2B 16S r 
G 
173828 Bacteria_16S 
6S ribosomal RNA, partial sequence 1065751 10671 


981142 981183 1 43 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
987402 987444 1 43 gi 
9 16S ribosomal RNA, partial sequence 


265678390 
ce 98009 
obacterale 
265678386 

98633 


ref 
9 981569 Sulfu 
S; 
ref 
6 987865 Citro 


c 


52 Rheinheimera 


NR_028692.1 
xr 
ampylobacter 
NR_028688.1 
b 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 

Citrobacter murliniae 
acter murliniae 


acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

988982 989024 1 43 gi|265678385|ref|NR_028687.1| Citrobacter braakii 
bosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

990562 990604 1 43 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 
ibosomal RNA, partial sequence 989496 991017 Citrobacter sedlakii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

992133 992175 1 43 gi| 265678383 |ref|NR_028685.1| Citrobacter rodentium 
6S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

1004372 1004414 1 43 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 

16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

1011931 1011973 1 43 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1066756 1066798 1 43 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 


pacifica Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

173828 Bacteria_16S 1111838 1111880 1 43 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

173828 Bacteria_16S 1119371 1119413 1 43 gi|228716249|ref|NR_027549.1| Escherichia fergusonii 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 1119805 Escherichia fergusonii ATCC 35469 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

173828 Bacteria_16S 1135988 1136030 1 43 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173828 Bacteria_16S 1137514 1137555 1 43 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

173828 Bacteria_16S 1154100 1154142 1 43 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

173828 Bacteria_16S 1185945 1185987 1 43 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

173828 Bacteria_16S 1187456 1187498 1 43 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

173828 Bacteria_16S 1188967 1189009 1 43 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

173828 Bacteria_16S 1190478 1190520 1 43 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

173828 Bacteria_16S 1249508 1249546 5 43 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

173828 Bacteria_16S 1258429 12584711 43 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

173828 Bacteria_16S 1289997 1290039 1 43 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 

173828 Bacteria_16S 1332673 1332713 5 45 gi|228721494|ref|NR_027617.1| Thermosipho 
melanesiensis strain BI429 16S ribosomal RNA, partial sequence 1331586 1333097 Thermosipho 
melanesiensis BI429 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

173828 Bacteria_16S 1337191 1337233 1 43 gi|228721486|ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

173828 Bacteria_16S 1343329 13433711 43 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 

173828 Bacteria_16S 1347976 1348018 1 43 gi|228720860|ref|NR_027598.1| Syntrophobacter 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 


1346912 1348397 Syntrophobacter 


fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; 


Syntrophobacterac 


173828 Bacteria_16S 


Och 149 16S ribos 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
173828 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


173828 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


173828 Bacteria_16S 


strain E58 16S ri 


eae; Syntrophobacter. 
1352499 1352541 1 


omal RNA, partial sequence 


43 gi 


1355560 1355602 1 43 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


1362965 1363007 1 43 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1367457 1367495 5 43 gi 
bosomal RNA, complete sequence 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


173828 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


strain HTCC2516 1 
Bacteria; Proteob 


173828 Bacteria_16S 


HEL-45 16S riboso 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
173828 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


173828 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


173828 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


173828 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


173828 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


173828 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


173828 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


173828 Bacteria_16S 


strain USDA 9030 
Proteobacteria; A 


173828 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


173828 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


173828 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


173828 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


173828 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


1369052 1369090 5 
RS-1 16S ribosomal RNA, 


43 gi 
complete sequ 


1370569 1370611 1 43 gi 
acteria; Alphaproteobacteria; Rhodobac 
1379678 1379720 1 43 gi 


mal RNA, partial sequence 


1396171 1396209 5 43 
bosomal RNA, partial sequence 


gi 


ridia; Clostridiales; Clostridiaceae; 
1412582 1412624 1 43 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 


1431017 1431059 1 43 gi 


ammaproteobacteria; Pasteurellales; Pa 
1443376 1443418 1 43 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pasteure 
1444889 1444931 1 43 gi 
rain 5SM22 16S ribosomal RNA, partial 

cteria; Proteobacteria; Alphaproteobac 


1459809 1459851 1 43 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1503692 1503733 1 43 gi 


gi 


lphaproteobacteria; Rhizobiales; Rhizo 
1512702 15127441 43 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1517218 1517260 1 43 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


1553637 1553679 1 43 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1611300 1611342 1 43 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


1612781 1612823 1 43 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1658380 1658422 1 43 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


173828 Bacteria_16S 


strain 75-80 16S 


1659935 1659977 1 43 gi 
ribosomal RNA, partial sequence 


1351515 1352883 Roseo 


1366379 


acteria; Deltaproteobacteria; Desulfov 
173828 Bacteria_16S 
6S ribosomal RNA, partial sequence 1369567 


1378686 1380064 


1395106 13965 


motogales; Thermotogaceae; Marinitoga. 
1409570 1409611 1 43 gi|224581401 
ribosomal RNA, partial sequence 1408524 14099 


14115371 


16S ribosomal RNA, partial sequence 1429972 1 


1458766 14602 


16S ribosomal RNA, partial sequence 1502684 15041 


1511717 15130 


somal RNA, partial sequence 1657325 1658829 Vibri 


228720499 


hodobacter 
228720264 
artial seq 
mmaproteob 


228719132 
nce 13619 
terales; R 
228718799 
13679 


228718692 
ence 13679 
ibrionales 
228718299 
13709 
terales; R 
228717469 
Ocean 
hodobacter 
228715882 


Clostridiu 
224581450 
4130 
seudoalter 
224581435 
4314 
steurellac 
224581426 
14423 
llales; Pa 
224581424 
sequence 

teria; Rho 


224581413 


Enterobac 
219846475 


biaceae; R 
219878127 


steurellac 
219873435 
sequence 
cteria; De 


219857220 
15525 
Enterobac 
219878469 
uence 

ia; Rhodob 
219878468 
1 sequence 
ria; Rhodo 


219878436 


Syntrophobactera 


ref 
bact 
acea 

ref 
uenc 
acte 


NR_027593.1 
er litoralis 
e; Roseobact 
NR_027590.1 
e 135446 
ria; Vibrion 


ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027572.1 


hodo 
ref 

ibul 

acea 
ref 


bacteraceae; 
NR_027563.1 
bus indolife 
e; Oceanibul 


NR_027541.1 


ref|NR_024719.1 
m. 

ref|NR_027234.1 
omon 
ref 


adaceae; Alg 
NR_027217.1 


eae; Phocoenobac 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


ref |NR_027194.1 


teri 
ref 


aceae; Xenor 
NR_026067.1 


hizo 
ref 


bium/Agrobac 
NR_025266.1 


eae; Histophilus 
ref|NR_025194.1 
1516159 151759 
sulfobacterales; 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025608.1 

1610323 161174 
acterales; Rhodo 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref 
o fo 


NR_025575.1 
rtis Bacteri 


219878435 


ref|NR_025574.1 


les; 


Roseobacter litoralis 
Och 149 Bacteria; 
er. 

Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Chlamydophila pecorum 
pecorum E58 Bacteria; 


Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 

bus. 

Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 

Actinobacillus scotiae 

bacillus scotiae 

ctinobacillus. 
Thalassobacter 

0 Thalassobacter 

odobacteraceae; 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Histophilus somni 


77 Histophilus somni Bacteria; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 


1658880 1660383 Grimontia hollisae Bacteria; 


173828 Bacteria_16S 


strain Albert 199 
Proteobacteria; 


strain 888-76 16S 
Proteobacteria; 


CAIM 578 16S ribo 
Gammaproteobacter 


173828 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; 


strain R-8904 16S 


strain LMG 20362 
Proteobacteria; 


R-3712 16S riboso: 
Gammaproteobacter 


173828 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; 


Gammaproteobacter 


173828 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


173828 Bacteria_16S 


strain LMG 20536 


Proteobacteria; G 


173828 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


173828 Bacteria_16S 


molinativorax str 
molinativorax Bac 
Microbacteriaceae 


173828 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


173828 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


173828 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


173828 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


173828 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 


1667615 1667657 1 43 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1672220 1672262 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1699651 1699693 1 43 gi 


E 


E 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1708831 1708873 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1711831 1711873 1 43 gi 
ribosomal RNA, partial sequence 


ma 


ho 
1777085 1777127 1 43 gi 
ammaproteobacteria; Vibrionales; Vibri 
1792193 1792235 1 43 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1793667 1793709 1 43 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1795222 1795264 1 43 gi 


on 


on 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1796707 1796749 1 43 gi 


ammaproteobacteria; Vibrionales; Vibri 
1798261 1798303 1 43 gi 


on 


ammaproteobacteria; Vibrionales; Vibrion 
1813605 18136475 47 gi 


ibosomal RNA, partial sequence 


173828 Bacteria_16S 


219878430 


16665 
nterobac 


219878427 
1671187 16725 


nterobac 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


219878402 
1707781 17092 


tiaceae; 


219878400 
1710844 17122 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
173828 Bacteria_16S 


dobacter 


219878352 
16S ribosomal RNA, partial sequence 1776030 17774 
Vv 
219878341 
1791138 1792572 Vibri 


aceae; 


219878340 
1792623 17941 
Vv 
219878339 
1794167 1795601 Vibri 


aceae; 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


aceae; V 


219878337 
16S ribosomal RNA, partial sequence 1797206 17986 


aceae; V 


219878327 
1812567 18140 


motogales; Thermotogaceae; Petrotoga. 

1834929 18349711 43 gi|219878312|ref|NR_025451.1 
ain ON4 16S ribosomal RNA, partial sequence 1833888 183531 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
; Gulosibacter. 

1876035 1876077 1 43 gi| 219878284 |ref|NR_025423.1 
ibosomal RNA, partial sequence 1874987 18764 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus 

1927753 1927795 1 43 gi| 219878243 |ref|NR_025382.1 
ribosomal RNA, partial sequence 1926697 19282 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzsch 

1929324 1929366 1 43 gi| 219878242 |ref|NR_025381.1 
ibosomal RNA, partial sequence 1928261 19297 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1930860 1930902 1 43 gi|219878241|ref|NR_025380.1 
ibosomal RNA, partial sequence 1929813 19313 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1962720 1962762 1 43 gi|219878220|ref|NR_025359.1 
ibosomal RNA, complete sequence 1961654 19631 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella 

1976282 1976324 1 43 gi|219878211|ref|NR_025350.1 
PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulf 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 

1990343 1990385 1 43 gi| 219878202 |ref|NR_025341.1 
rain DSM 4543 16S ribosomal RNA, partial sequence 1989290 199079 
cteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

1991891 1991933 1 43 gi|219878201|ref|NR_025340.1 
16S ribosomal RNA, partial sequence 1990842 19923 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serra 

1993434 1993476 1 43 gi|219878200|ref|NR_025339.1 
6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serra 

1994982 1995024 1 43 gi| 219878199 |ref|NR_025338.1 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025547.1 
© pomeroyi Bacte 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025539.1 


acea 
ref 


e; Loktanell 
NR_025491.1 


ibri 
ref 
o ch 


Oo. 
NR_025480.1 
agasii Bacte 
ref|NR_025479.1 
ibri 
ref 
o xu 


oO. 
NR_025478.1 
ii Bacteria 


v 


ref|NR_025477.1 


ibri 
ref 


O°. 

NR_025476.1 

ibri 
ref 


Oo. 
NR_025466.1 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Gulosibacter 
7 Gulosibacter 
occineae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


thas 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 


Serratia entomophila 


strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


tia. 


173828 Bacteria_16S 


1996517 1996559 1 


43 


gi|219878198 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 19969 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


173828 Bacteria_16S 
strain DSM 30118 


1998062 1998104 1 


43 


gi|219878197 


16S ribosomal RNA, partial sequence 1997016 19985 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


173828 Bacteria_16S 


1999601 1999643 1 


43 


gi|219878196 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragi 


Gammaproteobacteria; 
173828 Bacteria_16S 
proteus strain 42 
Bacteria; 
173828 Bacteria_16S 


Enterobacteriales; 
2001135 2001177 1 


2002671 2002713 1 


Enterobacteriaceae; 


43 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


43 


Pragi 
219878195 
20000 


gi 


gi|219878194 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


173828 Bacteria_16S 


2004203 2004245 1 


43 


gi|219878193 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


173828 Bacteria_16S 


strain $3/2-161 16S ribosomal 


2005748 2005790 1 


43 


gi|219878192 


l RNA, partial sequence 2004699 20061 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


173828 Bacteria_16S 


2007294 2007336 1 


43 


gi|219878191 


ref |NR_025337.1 
teriaceae; Rahne 
ref |NR_025336.1 


teriaceae; Prote 
ref |NR_025335.1 
a fontium Bacter 
a. 

ref |NR_025334.1 
Enterobacteriac 
ref |NR_025333.1 


teriaceae; Lemin 
ref |NR_025332.1 


teriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20077 


Proteobacteria; G 


173828 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 


ammaproteobacteria; Enterobacteriales; 
2008838 2008880 1 43 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


Enterobac 
219878190 
sequence 
ia; 


41 Buttiauxella 


Enterobacteriales; 


Buttiauxella. 
173828 Bacteria_16S 


2010397 2010439 1 


43 


gi|219878189 


strain S1/6-571 16S ribosomal RNA, partial sequence 2009346 20108 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


173828 Bacteria_16S 
carotovorum subsp. 


Enterobacteriales; 
173828 Bacteria_16S 
submarinus strain 6N 
Bacteria; 
173828 Bacteria_16S 


DSM 4568 16S ribosomal R 


Gammaproteobacteria; 
173828 Bacteria_16S 


inexpectatum strain FRR- 


Albidovulum. 
173828 Bacteria_16S 


zeaxanthinifaciens strai 
zeaxanthinifaciens Bacte 


Paracoccus. 
173828 Bacteria_16S 


strain KMM 3582 16S ribo 
Proteobacteria; Gammapro 


173828 Bacteria_16S 


Proteobacteria; 


2028269 20283111 


2103307 21033455 
16S 


2121472 21215141 


Enterobacteriales; 
2153173 21532151 


2159170 2159212 1 


2189602 2189644 1 


2198708 2198750 1 


43 


Pectobacterium. 


43 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales 


43 


43 


43 


43 


43 


strain 128 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


173828 Bacteria_16S 


2200207 2200249 1 


43 


strain MX9 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


173828 Bacteria_16S 


2203225 2203267 1 


43 


gi|219878177 


odoriferum strain LMG 17566 16S ribosomal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriaceae; 


219878118 
21022 


gi 


gi|219857654 


NA, partial sequence 2120505 2121907 Cedec 
Enterobacteriaceae; 


Cedec 


gi| 219857633 


10 16S ribosomal RNA, partial sequence 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodo 


gi|219857629 


n ATCC 21588 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacteria; 


gi| 219857606 


somal RNA, partial sequence 2188558 21900 
teobacteria; Alteromonadales; Shewanellac 


gi| 219857600 
2197691 21991 


gi|219857599 
2199190 22006 


gi|219857597 


lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 


173828 Bacteria_16S 


2204738 2204780 1 


43 


strain 486 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


173828 Bacteria_16S 


2206237 2206279 1 


43 


gi| 219857596 
2203720 22051 


gi|219857595 


gallopavonis strain WR1 16S ribosomal RNA, partial sequence 22052 


Bacteria; 
173828 Bacteria_16S 
strain 462/2 16S 


173828 Bacteria_16S 


2207749 2207791 1 


2209265 2209307 1 


43 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


43 


strain H831 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi|219857594 
2206719 22081 


gi| 219857593 


teriaceae; Butti 
ref |NR_025329.1 

2007792 200929 
Ent 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref|NR_025316.1 
partial sequenc 


ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref |NR_025243.1 
ea davisae Bacte 
ea. 


gaviniae Bacteria; 

auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Cedecea davisae strain 
ria; Proteobacteria; 


ref|NR_025222.1 
152193 215360 


bacterales; Rhod 


is} 


ref|NR_025218.1 
equence 215819 
Rhodobacterales 


ref|NR_025195.1 


2202199 220366 
e; Mycoplasma. 
ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025182.1 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 


; Rhodobacteraceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


eae; Shewanella. 

ref|NR_025188.1| Mycoplasma oxoniensis 
39 Mycoplasma oxoniensis Bacteria; 
ref|NR_025187.1| Mycoplasma mustelae 
37 Mycoplasma mustelae Bacteria; 
ref|NR_025185.1| Mycoplasma 


9 Mycoplasma 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


ref|NR_025181.1 


Mycoplasma cynos 


2208244 2209695 Mycoplasma cynos Bacteria; 


173828 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


173828 Bacteria_1 


strain MMP-4 16S 


Tenericutes; Moll 
173828 Bacteria_1 


strain RG-2C 16S 


Tenericutes; Moll 
173828 Bacteria_1 


strain BbT2g 16S 


Tenericutes; Moll 
173828 Bacteria_1 
strain 1340 16S r 
Tenericutes; Moll 
173828 Bacteria_16S 
thiodismutans str 


thiodismutans Bac 
Desulfonatronum. 


173828 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; 


Proteobacteria; 


strain ATCC 33638 
Bacteria; 


Yersinia. 


173828 Bacteria_16S 


thiooxidans strai 


thiooxidans Bacte 


Roseinatronobacte 


173828 Bacteria_16S 


strain LBB1 16S r 


G 
173828 Bacteria_16S 
NCTC 5923 16S rib 
G 
173828 Bacteria_16S 


Proteob 
173828 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2236559 2236597 5 43 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


2239579 22396211 43 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241090 2241132 1 43 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242601 2242643 1 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2244112 22441541 43 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


gi 


2336760 2336802 1 43 gi 
ria; Proteobacteria; Alphaproteobacter 
r. 

2341274 2341316 1 43 


ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


173828 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


173828 Bacteria_16S 


strain ATCC49733 
Proteobacteria; 


strain E42 16S ri 
Tenericutes; Moll 


173828 Bacteria_16S 


equigenitalium st 


equigenitalium Ba 
173828 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


173828 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


173828 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


173828 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


173828 Bacteria_16S 
columbinasale strain 694 16S ribosomal RNA, partial sequence 


G 
173828 Bacteria_16S 


2356457 2356495 5 43 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 
2364108 2364150 1 43 gi 
ammaproteobacteria; Pasteurellales; Pa 
2365642 2365684 1 43 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2367152 23671941 43 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2368664 2368706 1 43 gi 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
2370146 2370188 1 43 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371657 2371699 1 43 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2373166 2373208 1 43 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374672 2374714 1 43 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376183 2376225 1 43 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379204 2379246 1 43 gi 


2210779 2210821 1 43 gi|219857592|ref|NR_025180.1 
osomal RNA, partial sequence 2209746 22112 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2212292 22123341 43 gi|219857591|ref|NR_025179.1 
ribosomal RNA, partial sequence 2211275 22127 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2213792 2213834 1 43 gi|219857590|ref|NR_025178.1 
ribosomal RNA, partial sequence 2212774 22142 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2215290 2215332 1 43 gi| 219857589 |ref|NR_025177.1 
ribosomal RNA, partial sequence 2214274 22157 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2216790 2216832 1 43 gi|219857588|ref|NR_025176.1 


2215772 22172 


qu 
er 


E 


E 


ct 


p 
ob 


ia 


ho 


1 
ob 


st 


qu 
la 


se 
la 


219857575 


219857573 
2238534 22399 


219857572 
2240045 22415 


219857571 


219857570 


219857504 
n ALG 1 16S ribosomal RNA, partial seque 


219857501 
2340265 23417 


219857490 


219857485 
16S ribosomal RNA, partial sequence 2363042 23645 


219857483 
2364627 23660 


219857482 
219857481 
219857480 


2369126 23705 


219857479 
2370638 23720 


219857478 
2372144 23736 


219857477 
2373653 23751 


219857476 
2375159 23766 


ence 7 


ia; Desulfovibriona 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


nterobac 


nterobac 


22415 
eriales; 


artial s 
acteria; 


ref|NR_025092.1 
2335756 233710 
acterales; Rhodo 


nce 
Rhodob 


v 


ref|NR_025089.1 


dobacteraceae; Rhodobac 
ref|NR_025078.1 

2355381 235691 
Desulfovibriona 


sequence 
acteria; 


ref|NR_025073.1 


eurellaceae. 


ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025069.1 
2367647 236907 
Mycoplasma. 
NR_025068.1 


ence 
smatacea 


quence 
smataceae; 


ref 
ref|NR_025067.1 
ref|NR_025066.1 
ref 


NR_025065.1 


ref |NR_025064.1 


219857474 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Roseinatronobacter 
2 Roseinatronobacter 


bacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
a. 


Desulfovibrio 
7 Desulfovibrio 
les; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


ref |NR_025062.1 
2378183 237964 


columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Mycoplasma 
0 Mycoplasma 


173828 Bacteria_16S 2380710 2380752 1 43 gi|219857473|ref|NR_025061.1| Mycoplasma caviae 
strain G122 16S ribosomal RNA, partial sequence 2379691 2381146 Mycoplasma caviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
173828 Bacteria_16S 2415873 24159115 43 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
173828 Bacteria_16S 2446188 2446230 1 43 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 
173828 Bacteria_16S 2462795 2462837 1 43 gi| 219857408 |ref|NR_024996.1| Raoultella planticola 
strain ATCC 33531 16S ribosomal RNA, partial sequence 2461740 2463175 Raoultella planticola 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 
173828 Bacteria_16S 2470467 2470509 1 43 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioalkalivibrio nitratis 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
173828 Bacteria_16S 2526216 2526258 1 43 gi|219857360|ref|NR_024948.1| Campylobacter 
hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 
Campylobacter hyointestinalis subsp. lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacterales; Campylobacteraceae; Campylobacter. 
173828 Bacteria_16S 2574493 25745315 43 gi|219857285|ref|NR_024916.1| Desulfovibrio 


aminophilus strai 
aminophilus Bacte 


Desulfovibrio. 


173828 Bacteria_ 
granulomatis stra 
granulomatis Bact 
173828 Bacteria_ 


strain HPA92 16S 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


Actinobacillus. 


173828 Bacteria_ 


strain SM2-1 16S 
Proteobacteria; 


Shewanella. 


173828 Bacteria_ 


G 
173828 Bacteria_ 
strain 177 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pasteurellales; 
173828 Bacteria_ 
strain P925 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pasteurellales; 
173828 Bacteria_ 
burkinensis strai 
Proteob 
173828 Bacteria_ 
strain ATCC 51603 
G 
173828 Bacteria_ 
strain hl 16S rib 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
173828 Bacteria_ 
strain CDC 0876-5 
Proteob 
173828 Bacteria_ 
strain CDC 2991-8 
G 
173828 Bacteria_ 
succinogenes stra 
succinogenes Bact 


G 
173828 Bacteria_ 
schlegeliana stra 
schlegeliana Bact 
173828 Bacteria_ 
marinintestina st 
marinintestina Ba 


ria; Proteobacteria; Deltaproteobacter 
16S 2600569 2600611 1 43 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
16S 2602123 2602165 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
16S 2603677 2603719 1 43 


Pa 
gi 


Pa 
16S 2605231 2605273 1 43 gi 
Pa 
2606796 2606834 5 43 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
16S 2620773 2620815 1 43 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2631436 2631478 1 43 gi 


osomal RNA, partial sequence 


16S 


16S 2635902 2635944 1 43 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
16S 2637466 2637508 1 43 gi 
1 16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
16S 2639044 2639086 1 43 gi 
eria; Proteobacteria; Gammaproteobacte 
16S 2733938 2733980 1 43 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
16S 2735428 2735470 1 43 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
16S 2736918 2736960 1 43 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


gi 


16S 2763522 2763564 1 43 gi 


n ALA-3 16S ribosomal RNA, partial seque 
ia 


al 
ri 


st 


st 


st 


nc 
ib 


ho 


ct 


in 130Z 16S ribosomal RNA, partial seque 
ri 


qu 
ard: 


nce 


, 


219857268 


a; 
219857267 


2601060 26025 
eurellac 


219857266 


2602614 26041 
eurellac 


219857265 


2604168 26056 
eurellac 


219857264 
e 26057 
rionales 
219857252 
26197 
Enterobac 
219857238 


2630432 26317 
dobacter 


219857234 
26348 
eriales; 
219857233 
26364 
Enterobac 
219857232 
nce 
a; Paste 


219857165 


2732909 27343 
hewanellac 


219857164 
ence 

a; Alter 
219857163 


equence 
te 


ria; Alt 


219857142 


strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 27639 


Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
173828 Bacteria_16S 
strain JCM1680 16S ribosomal RNA, partial sequence 


2765038 2765080 1 43 gi 


ct 


eriales; 
219857141 


Desulf 


sequenc 
Paste 


2573428 257495 
ovibrionales; 


ref|NR_024899.1 
e 2599506 260100 
urellales; 
ref|NR_024898.1 


Mannheimia 
NR_024897.1 


eae; 
ref 


Mannheimia 
NR_024896.1 


eae; 
ref 


eae; Mannheimia 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref |NR_024862.1 
42 2636362 Citro 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024793.1 
eae; Shewanella 
ref|NR_024792.1 

2734399 273583 
omonadales; Shew 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref |NR_024770.1 
40 Edwardsiella 
Enterobacteriac 


De 


Paste 


7 Desulfovibrio 
sulfovibrionaceae; 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Kluyvera georgiana 

ra georgiana Bacteria; 
era. 

Methylarcula terricola 


terricola Bacteria; 


ula. 

Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 

1 Actinobacillus 
urellaceae; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
anellaceae; 
Shewanella 
8 Shewanella 
ewanellaceae; 


Shewanella. 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ref |NR_024769.1 


2763991 2765456 Edwardsiella ictaluri Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 


173828 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; 


strain ATCC 12775 
Proteobacteria; 


strain S-1 16S ri 
Proteobacteria; 


strain IAM 14848 


strain IAM 14851 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


ammaproteobacteria; Vibrionales; Vibri 
2900568 2900610 1 43 gi 


oc 


2902103 29021451 43 gi 


on 
219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
173828 Bacteria_16S 


aceae; 


Vv 


occineae 
219856855 
16S ribosomal RNA, partial sequence 2901061 29025 


2766554 2766596 1 43 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

2856045 2856087 1 43 gi| 219856887 |ref|NR_024706.1| Pseudomonas flectens 

16S ribosomal RNA, partial sequence 2854985 2856506 Pseudomonas flectens Bacteria; 

ammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 

2893053 2893095 1 43 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
bosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 


ibrio. 
ref|NR_024675.1| Zimmermannella bifida 
10 Zimmermannella bifida Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024674.1| Leucobacter albus 

46 Leucobacter albus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
173828 Bacteria_16S 2926525 2926567 1 43 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

173828 Bacteria_16S 2947769 2947811 1 43 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

173828 Bacteria_16S 2949259 2949301 1 43 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

173828 Bacteria_16S 2950747 2950789 1 43 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

173828 Bacteria_16S 2952248 2952290 1 43 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

173828 Bacteria_16S 2953746 2953788 1 43 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

173828 Bacteria_16S 2982594 2982632 5 43 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

173828 Bacteria_16S 3050938 3050976 5 43 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

173828 Bacteria_16S 3063169 30632111 43 gi|219846880|ref|NR_026472.1| Sulfitobacter 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

173828 Bacteria_16S 3067643 3067677 9 43 gi|219846877|ref|NR_026469.1| Gemella palaticanis 


strain M663-98-1 
Firmicutes; Bacil 


173828 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


173828 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


173828 Bacteria_16S 


strain Nl 16S rib 
Proteobacteria; A 


173828 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


173828 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


lales; Bacillales Family XI. Incertae 
3073523 3073565 1 43 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3085694 3085736 1 43 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


Se 


B 


al 
ri 


3087139 3087181 1 43 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


ue 
er 


3109554 3109596 1 43 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3112561 3112603 1 43 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
3117176 3117218 1 43 gi 

16S ribosomal RNA, partial seq 


star-1 
ia; Proteobacteria; Gammaproteobacteri 


gi 
ho 


ne 
ac 


ue 
a; 


16S ribosomal RNA, partial sequence 3066573 30679 


dis; 


a; 


219846864 


nce 
ia; 


219846849 
3108566 31099 
dobacter 
219846847 


e 31115 
terales; 


219846844 


nce 


173828 Bacteria_16S 


strain A901/1 16S 


3135075 3135117 1 43 
ribosomal RNA, partial sequence 


gi 


219846832 
3134094 3135501 Paracoccus alkenifer Bacteria; 


Gemella 
219846873 
3072467 30738 
alneatri 
219846865 
sequenc 
Rhodo 


Rhod 


Alteromonad 


47 Gemella palaticanis Bacteria; 
ref|NR_026465.1| Balneatrix alpica 
61 Balneatrix alpica Bacteria; 

x. 
ref |NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


NR_026456.1 
3086162 308755 
obacterales; Rho 


ref|NR_026441.1| Rhodovulum iodosum 

80 Rhodovulum iodosum Bacteria; 

aceae; Rhodovulum. 

ref|NR_026439.1] Desulfobacter 

17 3112988 Desulfobacter halotolerans 

Desulfobacteraceae; Desulfobacter. 

ref|NR_026436.1] Psychromonas 
3116131 3117629 Psychromonas 

ales; Psychromonadaceae; 


ref|NR_026424.1| Paracoccus alkenifer 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


173828 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


173828 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


173828 Bacteria_16S 


strain Ekho Lake- 


173828 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; 


173828 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


173828 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


173828 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; 


173828 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; 


173828 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; 


173828 Bacteria_16S 


strain Milford 74 
Proteobacteria; 


173828 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; 


173828 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; 


173828 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


173828 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


173828 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; 


173828 Bacteria_16S 


strain NS 16S rib 
Proteobacteria; 


173828 Bacteria_16S 


strain ATCC 35912 


Bacteria; Proteob 


3144150 3144192 1 43 gi|219846826|ref|NR_026418.1| Sulfitobacter 
16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 
3162478 3162520 1 43 gi|219846814|ref|NR_026406.1| Antarctobacter 
in EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
3163941 3163983 1 43 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 
3227722 3227764 1 43 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
osomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3233777 3233815 5 43 gi|219846765|ref|NR_026357.1| Parachlamydia 
ain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 
3242937 3242975 5 43 gi|219846759|ref|NR_026351.1| Desulfovibrio 
DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
a; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
3271499 3271541 1 43 gi|219846740|ref|NR_026332.1| Shigella dysenteriae 
16S ribosomal RNA, partial sequence 3270447 3271933 Shigella dysenteriae Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella. 
3273037 3273079 1 43 gi|219846739|ref|NR_026331.1| Shigella flexneri 
16S ribosomal RNA, partial sequence 3271984 3273471 Shigella flexneri Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella. 
3429336 3429378 1 43 gi|219846625|ref|NR_026217.1| Shewanella benthica 
16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
3558378 3558420 1 43 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3559858 3559900 1 43 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3561373 3561415 1 43 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
bosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3562894 3562936 1 43 gi|219846534|ref|NR_026126.1| Vibrio 
strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3564379 3564421 1 43 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3565859 3565901 1 43 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3567365 3567407 1 43 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
osomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3568871 3568913 1 43 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3587059 3587101 1 43 gi|219846518|ref|NR_026110.1]| Methylomonas fodinarum 


173828 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


173828 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


173828 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


173828 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3602492 3602533 1 43 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3658469 3658511 1 43 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3667700 3667742 1 43 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3669205 3669247 1 43 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


et 


1 
; 


s 
ri 


ct 


E 


173828 Bacteria_16S 


strain EN 101 16S 


3670712 3670754 1 43 gi 
ribosomal RNA, partial sequence 


3585997 35874 


219846505 


219846466 


219846459 


219846458 


3668184 36696 


219846457 
3669690 3671145 Brenneria nigrifluens Bacteria; 


hylococec 
sequence 
Actinomy 
equence 
a; Alter 
36666 


eriales; 


nterobac 


56 Methylomonas 
aceae; Methylomo 
ref |NR_026097.1 

3601450 360294 
cetales; Actinom 


ref|NR_026058.1 

3657404 365891 
omonadales; Shew 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026049.1 


teriaceae; Erwin 


fodinarum Bacteria; 


nas. 
Actinomyces 
5 Actinomyces 
ycineae; 


Shewanella 

0 Shewanella 
anellaceae; Shewanella. 
Brenneria salicis 

ria salicis ATCC 15712 
eae; Brenneria. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 


ref|NR_026048.1 


Brenneria nigrifluens 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 


173828 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


173828 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


173828 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


173828 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


173828 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


173828 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


173828 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


173828 Bacteria_16S 


strain E-37 16S r 
Proteobacteria; A 


173828 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


173828 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


173828 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


173828 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


173828 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain DD 16S rib 
Tenericutes; Moll 


173828 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


173828 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


173828 Bacteria_16S 


strain OCh 254 16 
Proteobacteria; A 


173828 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


173828 Bacteria_16S 


thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


173828 Bacteria_16S 


strain DM-82 16S 
Proteobacteria; A 


173828 Bacteria_16S 


strain DSS12 16S 


Proteobacteria; G 


3696418 3696460 1 43 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3715945 3715987 1 43 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3717384 3717426 1 43 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3749910 3749952 1 43 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3751448 3751490 1 43 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3756004 3756046 1 43 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3783163 3783205 1 43 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3787602 3787644 1 43 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3857317 3857359 1 43 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858803 3858845 1 43 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3884954 3884996 1 43 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3895814 3895852 5 43 gi 
ribosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydia. 


ce 
11 


ho 


on 


qu 
as 


en 
co 


173828 Bacteria_16S 


strain DSK1 16S r 


3672219 3672261 1 43 gi| 219846456 
R91 16S ribosomal RNA, partial sequence 36711 
acteria; Gammaproteobacteria; Enterobacteriales; 

3673728 3673770 1 43 gi|219846455 
rain ATCC 43762 16S ribosomal RNA, partial seque 
cteria; Proteobacteria; Gammaproteobacteria; Ent 

3675233 3675275 1 43 gi|219846454 
ribosomal RNA, partial sequence 3674212 36756 
ammaproteobacteria; Enterobacteriales; Enterobac 

3691928 3691970 1 43 gi| 219846443 
ibosomal RNA, partial sequence 3690909 36923 
icutes; Mycoplasmataceae; Mycoplasma. 

3694981 3695023 1 43 gi|219846441 
6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pasteurellac 


219846439 
36953 
Pa 
219846426 
3714904 37163 


ales; 


219846425 
3716418 37177 
dobacter 
219846401 
3748871 37503 


aceae; 


219846398 


ence 


219846375 
ce 37821 


plasma. 


219846372 
3786577 37880 


219846324 
3856288 38577 


219846323 
3857775 38592 


219846306 
3883911 38853 


219846298 
3894733 38962 


ibosomal RNA, partial sequence 


3900351 3900393 1 43 gi|219846295 
S ribosomal RNA, partial sequence 3899350 39007 
lphaproteobacteria; Rhodobacterales; Rhodobacter 
3913951 3913993 1 43 gi|219846285 
osomal RNA, partial sequence 3912908 39143 
ammaproteobacteria; Enterobacteriales; Enterobac 
3936743 3936785 1 43 gi| 219846268 
in THI 011 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhodo 
3938177 3938219 1 43 gi| 219846267 
ribosomal RNA, partial sequence 3937190 39385 
lphaproteobacteria; Rhodobacterales; Rhodobacter 
3951352 39513941 43 gi| 219846258 
ribosomal RNA, partial sequence 3950287 39517 
ammaproteobacteria; Alteromonadales; Shewanellac 
3952910 3952952 1 43 gi| 219846257 


mataceae 
219846395 
3754983 37564 


Vv 


Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref|NR_026046.1 
nce 367270 
erobacteriales; 


ref|NR_026045.1| Pantoea ananatis 
66 Pantoea ananatis Bacteria; 
teriaceae; Pantoea. 
ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref|NR_026032.1| Pasteurella aerogenes 
20 Pasteurella aerogenes Bacteria; 

eae. 

ref|NR_026030.1| Actinobacillus 

71 3696836 Actinobacillus porcinus 
steurellaceae; Actinobacillus. 
ref|NR_026017.1| Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


ref|NR_026016.1| Sagittula stellata 
90 Sagittula stellata Bacteria; 
aceae; Sagittula. 

ref|NR_025992.1| Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 
ibrio. 
ref|NR_025989.1 

3750418 375189 


Mycoplasma 
2 Mycoplasma 


; Mycoplasma. 

ref|NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 
ref|NR_025966.1| Mycoplasma 

35 3783570 Mycoplasma leopharyngis 
ref|NR_025963.1| Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


ref|NR_025914.1| Mycoplasma meleagridis 
24 Mycoplasma meleagridis Bacteria; 


ref|NR_025913.1| Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref|NR_025888.1| Chlamydia trachomatis 
80 Chlamydia trachomatis Bacteria; 


ref|NR_025885.1| Roseibium denhamense 
43 Roseibium denhamense Bacteria; 
aceae; Roseibium. 
ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_025858.1] Paracoccus 

3935756 3937139 Paracoccus 
bacterales; Rhodobacteraceae; 


ref|NR_025857.1| Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 
aceae; Paracoccus. 

ref|NR_025848.1| Shewanella violacea 

92 Shewanella violacea Bacteria; 

eae; Shewanella 


ref|NR_025847.1| Moritella japonica 


3951843 3953348 Moritella japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


173828 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


173828 Bacteria_16S 


strain MB-G2 16S 


173828 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; Sp 


173828 Bacteria_16S 


lipolyticum strai 
Bacteria; Proteob 


173828 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


173828 Bacteria_16S 


strain SW-117 16S 
Proteobacteria; G 


173828 Bacteria_16S 


HDS1-1 16S riboso 
Gammaproteobacter 


173828 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


173828 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; G 


173828 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


173828 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


173828 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


173828 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


173828 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


173828 Bacteria_16S 


strain KMM 3554 1 
Proteobacteria; A 


173828 Bacteria_16S 


strain KMM 3823 1 


Proteobacteria; G 


173828 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


173828 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


173828 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


173828 Bacteria_16S 


strain U 5/41 16S 


Proteobacteria; G 


173828 Bacteria_16S 


strain CTCBS1 16S 


Proteobacteria; G 


173828 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


3954390 3954432 1 43 gi| 219846256 |ref|NR_025846.1 
ain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodov 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

3955827 3955869 1 43 gi| 219846255 |ref|NR_025845.1 
ribosomal RNA, partial sequence 3954838 39562 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulu 

3985276 3985314 5 43 gi|219846235|ref|NR_025825.1 
6S ribosomal RNA, partial sequence 3984248 39856 
hingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

4003091 4003133 1 43 gi| 219846223 |ref|NR_025813.1 
n M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photob 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photoba 

4028803 4028845 1 43 gi|219846204|ref|NR_025794.1 

ribosomal RNA, partial sequence 4027757 40292 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4030353 4030395 1 43 gi| 219846203 |ref|NR_025793.1 

ribosomal RNA, partial sequence 4029306 40308 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4047058 4047100 1 43 gi|219846189|ref|NR_025779.1 
mal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteri 
ia; Vibrionales; Vibrionaceae; Vibrio. 

4066630 4066668 5 43 gi|219846175|ref|NR_025765.1 
16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 

4068068 4068110 1 43 gi|219846174|ref|NR_025764.1 
S ribosomal RNA, partial sequence 4067035 40685 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

4069608 4069650 1 43 gi|219846173|ref|NR_025763.1 

ribosomal RNA, partial sequence 4068567 40700 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

4124118 4124160 1 43 gi|219846134|ref|NR_025724.1 
in Gerl. 236/81 16S ribosomal RNA, partial sequence 412310 
eria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 

4134706 4134748 1 43 gi|219846124|ref|NR_025714.1 
in BC74171 16S ribosomal RNA, partial sequence 4133716 413512 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 

4145620 4145658 5 43 gi|219846117|ref|NR_025707.1 
ain LD-1B 16S ribosomal RNA, partial sequence 4144567 414608 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 

4167158 4167200 1 43 gi|219846102|ref|NR_025692.1 
KMM 3584 16S ribosomal RNA, partial sequence 4166170 416759 
a; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodoba 

4168640 4168682 1 43 gi|219846101|ref|NR_025691.1 
6S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 

4179427 4179469 1 43 gi|219846094|ref|NR_025684.1 
6S ribosomal RNA, partial sequence 4178357 41798 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4187046 4187088 1 43 gi|219846085|ref|NR_025675.1 
ribosomal RNA, partial sequence 4186000 41874 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

4232459 42325011 43 gi| 219846047 |ref|NR_025637.1 
ns strain MB2 16S ribosomal RNA, partial sequence 4231451 423288 
ns Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterale 

4235491 4235533 1 43 gi|219846045|ref|NR_025635.1 
ibosomal RNA, partial sequence 4234473 42358 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebs 

4245996 4246038 1 43 gi|219722938|ref|NR_024570.1 

ribosomal RNA, partial sequence 4244934 42463 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Esche 

44854 44899 1 46 gi|265679034|ref|NR_029342.1 

ribosomal RNA, complete sequence 43805 45323 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimona 

274796 274841 1 46 gi| 265678877 |ref|NR_029183.1 
ibosomal RNA, partial sequence 273748 27524 
icutes; Mycoplasmataceae; Mycoplasma. 

279345 279390 1 46 gi|265678874|ref|NR_029180.1 


173828 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


Ss. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma gateae 


278321 279763 Mycoplasma gateae Bacteria; 


173828 Bacteria_16S 311261 311298 6 43 
strain HO14 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia 
173828 Bacteria_16S 331042 331083 5 46 gi 
strain CC-1 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 
173828 Bacteria_16S 408508 408541 12 45 gi 
ammonificans strain HB-1 16S ribosomal RNA, partial seq 
ammonificans Bacteria; Aquificae; Aquificales; Desulfur 
173828 Bacteria_16S 485282 485315 12 45 gi 
bajacaliforniensis strain BA-2 16S ribosomal RNA, compl 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetal 
173828 Bacteria_16S 515911 515956 1 46 gi 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, 
marinisedimentorum Bacteria; Proteobacteria; Gammaprote 
173828 Bacteria_16S 604019 604052 12 45 gi 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovi 
173828 Bacteria_16S 605440 605485 1 46 gi 
impatiens strain EL-105 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
Saccharospirillum. 
173828 Bacteria_16S 
alkaliphilum stra 
Bacteria; Proteob 
173828 Bacteria_16S 
insulare strain K 
Bacteria; Proteob 
173828 Bacteria_16S 
smaragdinae DSM 1 


gi 


842004 842049 1 46 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1051672 10517171 46 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1169318 1169351 12 45 gi 
1293 16S ribosomal RNA, partial sequen 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochae 
173828 Bacteria_16S 1484202 1484247 1 46 gi 
strain SW32 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
173828 Bacteria_16S 1756063 1756108 1 46 gi 
strain KMM 1376 1 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
173828 Bacteria_16S 1905056 1905097 2 43 gi|219878260|ref|NR_025399.1 
limnaeus strain A26 16S ribosomal RNA, partial sequence 1904081 1905405 Thioal 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioa 
173828 Bacteria_16S 2106293 2106334 5 46 gi|219878116|ref|NR_025255.1 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 210665 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae 
173828 Bacteria_16S 2279462 2279507 1 46 gi| 219857547 |ref|NR_025135.1 
strain 105 16S ribosomal RNA, partial sequence 2278443 22799 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

173828 Bacteria_16S 2282484 2282529 1 46 gi| 219857545 |ref|NR_025133.1 
phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 2281465 228293 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
173828 Bacteria_16S 2477838 2477883 1 46 gi|219857398|ref|NR_024986.1 
strain 3T 16S ribosomal RNA, partial sequence 2476824 24782 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

173828 Bacteria_16S 2482329 2482374 1 46 gi|219857395|ref|NR_024983.1 
strain DC333 16S ribosomal RNA, partial sequence 2481316 24827 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

173828 Bacteria_16S 2486871 2486916 1 46 gi|219857392|ref|NR_024980.1 
strain PG13 16S ribosomal RNA, partial sequence 2485849 24873 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

173828 Bacteria_16S 2488384 2488429 1 46 gi|219857391|ref|NR_024979.1 
strain CH20247 16S ribosomal RNA, partial sequence 2487368 24888 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

173828 Bacteria_16S 2489897 2489942 1 46 gi|219857390|ref|NR_024978.1 
strain M432/72 16S ribosomal RNA, partial sequence 2488881 24903 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

173828 Bacteria_16S 2491408 2491453 1 46 gi|219857389|ref|NR_024977.1 
strain 1219 16S ribosomal RNA, partial sequence 2490394 24918 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

173828 Bacteria_16S 2533839 2533884 1 46 gi| 219857355 |ref|NR_024943.1 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Pered 
173828 Bacteria_16S 2694650 2694687 6 43 gi|219857192|ref|NR_024820.1 


strain IST7 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia 


265678853 


310195 31168 


; Borrelia 
265678840 


329993 33159 


265678783 
uence 
obacteriac 
265678728 
ete sequen 
es; Spiroc 
265678708 
partial se 
obacteria; 
265678649 
60290 
brio. 
265678648 
ence 60442 
irillales; 


265678485 
nce 84098 
irillales; 
265678343 

10506 
irillales; 
228719827 
ce 11682 
taceae; Sp 
219857506 


1483159 14846 


Halomonad 
219878369 


6S ribosomal RNA, partial sequence 1755010 17565 


ref |NR_029159.1 


bur 
ref 


gdorferi gro 
NR_029145.1 


ref|NR_029088.1 

407444 408915 
eae; Thermovibri 
ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref |NR_029013.1 
quence 514864 
Reinekea. 
ref |NR_028954.1 
5 604369 Thermo 


ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


ref |NR_028788.1 
1 842417 Marino 
Marinospirillu 
ref|NR_028645.1 
31 1052062 Marino 
Marinospirillu 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_025094.1 


acea 
ref 


e; Kushneria 
NR_025508.1 


m. 


m. 


Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Thermovibrio 
Thermovibrio 
oO. 
Spirochaeta 
Spirochaeta 
chaeta. 
Reinekea 
516365 Reinekea 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Saccharospirillum 
rospirillum impatiens 


aceae; 


Marinospirillum 
spirillum alkaliphilum 


Marinospirillum 
spirillum insulare 


Spirochaeta 
haeta smaragdinae DSM 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Mycoplasma phocidae 


, 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Borrelia turcica 


2693690 2694959 Borrelia turcica Bacteria; 


173828 Bacteria_16S 
CMN3 16S ribosoma 
Spirochaetales; S 
173828 Bacteria_16S 


stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


stanieri Bacteria; 


Marinobacterium. 
173828 Bacteria_16S 
minutulum strain 
minutulum Bacteri 
173828 Bacteria_16S 
strain UIA 16S ri 
Tenericutes; Moll 
173828 Bacteria_16S 
apsheronum strain 
Bacteria; Proteob 
173828 Bacteria_16S 
strain 275c 16S r 
Tenericutes; Moll 
173828 Bacteria_16S 
strain PG51 16S r 
Tenericutes; Moll 
173828 Bacteria_16S 
strain Co53T 16S 
Spirochaetes; Spi 
173828 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 
173828 Bacteria_16S 
strain Hk501 16S 
Spirochaetes; Spi 
173828 Bacteria_16S 


1 RNA, 


acteria; 


2845161 2845198 6 
partial sequence 


2866843 2866888 1 


2928059 2928104 1 


3690415 3690460 1 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3699435 3699476 5 


3752962 3753007 1 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3759010 3759055 1 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3760562 3760599 6 


ribosomal RNA, partial sequence 
rochaetales; 


ribosomal RNA, partial sequence 


Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; S 
173828 Bacteria_16S 
sabaudiense strai 
sabaudiense Bacte 
173828 Bacteria_16S 
alleghenense stra 
alleghenense Bact 
173828 Bacteria_16S 
ferrireducens str 
ferrireducens Bac 
173828 Bacteria_16S 
strain SEBR 7054 
Thermotogae; Ther 
173828 Bacteria_16S 
anticariensis str 
anticariensis Bac 
Halomonas. 

173828 Bacteria_16S 
strain SJ95 16S r 
Thermotogae; Ther 
173828 Bacteria_16S 
ferrooxidans DSM 10331 
DSM 10331 Bacteri 
Acidimicrobiaceae; 
173828 Bacteria_16S 
strain LMG 2096 
Proteobacteria; G 
173828 Bacteria_16S 
strain DM12 16S r 


173828 Bacteria_16S 
strain 383 16S ri 
Tenericutes; Moll 
173828 Bacteria_16S 
strain TB 16S rib 
Tenericutes; Moll 
173828 Bacteria_16S 


motogales; 


teria; 


Thermotogaceae; 
370215 370259 1 


Proteobacteria; 


1335707 1335747 5 


ibosomal RNA, partial sequence 
motogales; 


Thermotogaceae; 
1361490 1361529 3 
16S ribosomal RNA, 


1784630 1784674 1 


2335352 23353941 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


2479310 24793541 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2485352 2485396 1 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2967318 2967360 1 


43 gi 


2844116 2845615 Borre 
pirochaetaceae; Borrelia; Borrelia bur 


46 gi 


46 gi 


ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 


46 gi 


46 gi 


1105 16S ribosomal RNA, partial seque 
Deltaproteobacteria; Desulfov 


46 gi 


46 gi 


43 gi 


45 gi 


ain FP35 16S ribosomal RNA, partial se 
Gammaproteobact 


45 gi 


43 gi 


complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 


45 gi 


9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


43 gi 


45 gi 


45 gi 


219856894 


gd 
219856880 
equence 


219856838 
sequence 


, 


219846444 


3689398 36908 


219846437 
nce 
ib 

219846397 


3751943 37534 


219846393 


3757993 37594 


219846392 


3759507 37610 
Spirochaetaceae; Borrelia 


3892700 3892745 1 46 gi|219846300|ref|NR_025890.1 
strain DSM 735 16S ribosomal RNA, complete sequence 389163 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillale 

3915468 3915505 6 43 gi|219846284|ref|NR_025874.1 


3914434 39158 


rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi gro 
3916884 3916921 6 43 gi| 219846283 |ref|NR_025873.1 
3915851 3917216 Borrelia turdi Bacter 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 
4140923 4140964 5 46 gi|219846120|ref|NR_025710.1 
n Ar-1343 16S ribosomal RNA, partial sequence 4139871 414138 
ria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatace 
4161127 41611685 46 gi| 219846107 |ref|NR_025697.1 
in PLHS-1 16S ribosomal RNA, partial sequence 4160075 416159 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
93127 93167 5 45 gi| 265679001 |ref|NR_029309.1 
ain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; G 
247766 247806 5 45 gi| 265678897 |ref|NR_029205.1 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotoga. 


265678808 
quence 
eria; 


228721489 


1334683 13361 
Petrotoga. 


228719712 
ence 13604 


219878347 

17835 
H 

219857505 


2334350 23357 


hodobacter 
219857397 


2478295 24797 


219857393 


2484337 24857 


43 gi 


219846946 


orferi g 


Alteromon 


Oceanosp 


36983 
rionales 


Ocea 


idimicrobi 


alomonad 


ref |NR_024713.1 
lia sinica Bact 
roup. 
ref|NR_024699.1 

2865789 286730 
adales; Alteromo 


ref|NR_024657.1 
2927022 292847 
irillales; Marin 
ref |NR_026035.1 


ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_025988.1 


ref |NR_025984.1 


ref|NR_025983.1 


ref|NR_029113.1 
369170 370614 
nospirillales; H 


ref |NR_027612.1 


ref|NR_027584.1 
61 1361925 Acidim 
ales; Acidimicro 


, 


ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025093.1 


acea 
ref 


e; Paracoccu 
NR_024985.1 


ref|NR_024981.1 


e 


Borrelia sinica strain 
ria; Spirochaetes; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Desulfomicrobium 

omicrobium apsheronum 

aceae; Desulfomicrobium. 
Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Geovibrio 
Geovibrio 
eovibrio. 
Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Halomonas 
Halomonas 
alomonadaceae; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Acidimicrobium 
icrobium ferrooxidans 
bineae; 


Halomonas muralis 
nas muralis Bacteria; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


ref|NR_026538.1 


Dickeya paradisiaca 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 


173828 Bacteria_ 


pantelleriensis strain AAP 16S ribosomal RNA, partial s 
pantelleriensis Bacteria; Proteobacteria; Gammaproteoba 


Halomonas. 
173828 Bacteria_ 


debontii strain FC3 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 


173828 Bacteria_ 


strain C-1 16S ribosomal RNA, partial sequence 


16S 3320190 3320234 1 45 gi 


16S 3706922 3706961 4 43 gi 


16S 3836086 3836130 1 45 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


173828 Bacteria_ 


actinomycetemcomi 


16S 293085 293127 1 43 gi 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; 
173828 Bacteria_ 
strain NCTC 3438 
Bacteria; 
173828 Bacteria_ 
strain 1H 9 16S 
Proteobacteria; 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


Bacteria; 


strain PIPN-2 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


Proteobacteria; 


strain BARC318 16 
Tenericutes; Moll 


173828 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


173828 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


173828 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; 


strain Eplumel 16 
Proteobacteria; G 


173828 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 


strain Esulfidel 


Proteobacteria; G 


173828 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


173828 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


P 


Proteob 


G 
173828 Bacteria_1 
strain LCl 16S ri 
G 
173828 Bacteria_1 
strain PUPA-2 16S 
Tenericutes; Moll 
173828 Bacteria_1 
ushuaiensis strai 
Proteob 
173828 Bacteria_1 
strain G-16.1 16S 
G 
173828 Bacteria_1 
oleivorans strain 
Proteob 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


asteurellaceae; Aggregatibacter. 
16S 3825669 38257111 43 gi 
16S ribosomal RNA, complete sequence 


16S 215604 215646 1 43 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
6S 419321 419363 1 43 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
6S 441010 441048 5 43 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
6S 488433 488475 1 


gi 


43 gi 


6S 491567 491609 1 43 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
6S 578430 578472 1 43 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
737433 737471 5 43 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
780862 780904 1 43 

ribosomal RNA, partial sequence 


gi 


gi 


gi 


icutes; Entomoplasmatales; 
1065302 1065344 1 43 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1211763 1211805 1 43 gi 
rain Slthf2 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


1213240 1213282 1 
ribosomal RNA, 
ammaprot 


43 

partial sequence 
eobacteria; Oceanospirillales; 
1214733 1214775 1 43 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1216213 12162551 43 gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1276399 1276441 1 43 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 


tans strain 277/49-50(8) 16S ribosomal 


acteria; Gammaproteobacteria; Pasteure 


Entomoplasmataceae; M 


n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 


736380 73789 
Entomoplasmataceae; 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
173828 Bacteria_16S 
ferriphilum strai 
Bacteria; Nitrosp 
173828 Bacteria_16S 
strain 4A 16S rib 
G 
173828 Bacteria_16S 
S ribosomal RNA, complete sequence 981620 98314 
Entomoplasmataceae; 


796112 796150 5 43 gi|265678515 
n P3a 16S ribosomal RNA, partial sequence 79504 
irae; Nitrospirales; Nitrospiraceae; Leptospiril 
967594 967636 1 43 gi| 265678400 
osomal RNA, partial sequence 966531 96793 
ammaproteobacteria; Oceanospirillales; Halomonad 
982678 982716 5 43 gi| 265678389 


1212209 1 


1213697 1 


219846706 
equence 


E 
265678525 


E 
265678334 
sequence 
ria; Ocean 
224581438 
sequence 
teria; Oce 


224581437 
2136 
Halomonad 
224581436 
2151 
Halomonad 
224581404 


Halomonad 
219846179 
ce 12753 
irillales; 


1279347 1279385 5 43 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


ref|NR_026298.1 
3319157 332063 


7 Entomoplasma 
ntomoplasma. 
ref|NR_028829.1 
7 Acholeplasma 
eplasma. 
ref|NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_028702.1 
aceae; Halomonas 
ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 
ref|NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref|NR_027220.1 
1210750 121215 
anospirillales; 


ref|NR_027219.1 


acea 
ref 


e; Halomonas 
NR_027218.1 


acea 
ref 


e; Halomonas 
NR_027185.1 


aceae; Halomona 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 


219846093 


Halomonas 
3 Halomonas 


cteria; Oceanospirillales; Halomonadaceae; 
219846432|ref|NR_026023.1| Prosthecobacter 
3705870 3707337 Prosthecobacter debontii 

robiales; Verrucomicrobiaceae; Prosthecobacter. 

219846338|ref|NR_025928.1| Halomonas halodurans 
3835060 3836533 Halomonas halodurans Bacteria; 

Halomonadaceae; Halomonas. 

265678865 |ref|NR_029171.1| Aggregatibacter 

RNA, partial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


219846346 |ref|NR_025937.1| Avibacterium volantium 
3824598 3826078 Avibacterium volantium 
llales; Pasteurellaceae; Avibacterium. 
265678919|ref|NR_029227.1| Halomonas elongata 
214535 216002 Halomonas elongata Bacteria; 
Halomonadaceae; Halomonas. 
265678775|ref|NR_029080.1| Halomonas boliviensis 
418286 419726 Halomonas boliviensis Bacteria; 
Halomonadaceae; Halomonas. 
265678761|ref|NR_029066.1| Mesoplasma photuris 
439970 441476 Mesoplasma photuris Bacteria; 
esoplasma. 
265678726 |ref|NR_029031.1| Marinomonas 
ce 487371 488866 Marinomonas ushuaiensis 
irillales; Marinomonas. 
265678724 |ref|NR_029029.1| Halomonas organivorans 
490502 491973 Halomonas organivorans Bacteria; 
Halomonadaceae; Halomonas. 
265678667|ref|NR_028972.1| Thalassolituus 
ence 577405 578770 Thalassolituus oleivorans 
irillales; Thalassolituus. 
265678556|ref|NR_028860.1| Entomoplasma lucivorax 


lucivorax Bacteria; 


Acholeplasma axanthum 


axanthum Bacteria; 


Leptospirillum 
pirillum ferriphilum 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Entomoplasma freundtii 


freundtii Bacteria; 


Marinomonas 

0 Marinomonas 
rinomonas. 
Halomonas 

8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 


ref|NR_025683.1 


Mesoplasma corruscae 


1278319 1279803 Mesoplasma corruscae Bacteria; 
Entomoplasmataceae; Mesoplasma. 


173828 Bacteria_16S 
strain PYAN-1 16S 
Tenericutes; Moll 
173828 Bacteria_16S 
ferrooxidans stra 
Bacteria; Nitrosp 
173828 Bacteria_16S 
strain RB-8 16S r 
G 
173828 Bacteria_16S 


Proteobacteria; 


strain ME102 16S 
Proteobacteria; 


Bacteria; 


173828 Bacteria_16S 
canadensis strain 
canadensis Bacter 


Chromohalobacter. 


173828 Bacteria_16S 
strain BM5 16S ri 
G 
173828 Bacteria_16S 
strain Ll 16S rib 
Tenericutes; Moll 
173828 Bacteria_16S 


Proteobacteria; 


strain MMP-1 16S 


Tenericutes; Moll 
173828 Bacteria_16S 
strain YKJ-16 16S 
G 
173828 Bacteria_16S 
mediterranea stra 
mediterranea MMB- 


Proteobacteria; 


173828 Bacteria_16S 


strain IFO 15467 
Proteobacteria; 


japonicum strain 


japonicum Bacteri 
173828 Bacteria_16S 


Marinobacterium. 


173828 Bacteria_16S 


173828 Bacteria_16S 
strain FB2 16S ri 
G 
173828 Bacteria_16S 
marismortui strai 
marismortui Bacte 


Proteobacteria; 


Chromohalobacter. 


173828 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; 


strain R91/1468 1 
Firmicutes; 


Tenericutes; Moll 


173828 Bacteria_16S 


G 
173828 Bacteria_16S 
israelensis strai 
Proteob 


G 
173828 Bacteria_16S 


G 
173828 Bacteria_16S 


Lacto 
173828 Bacteria_16S 
strain GIH 16S ri 


1282298 12823365 43 
ribosomal RNA, partial sequence 


gi 


1281261 12827 


219846087 


ref|NR_025677.1 
49 Entomoplasma 


Entomoplasma somnilux 
somnilux Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

1432581 14326195 43 gi|224581434|ref|NR_027216.1| Leptospirillum 
in L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

1737706 1737748 1 43 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
ibosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
ammaproteobacteria; Oceanospirillales; Oleispira. 

1862326 1862368 1 43 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

1863833 1863875 1 43 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
n Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
acteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 

1865415 1865457 1 43 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 

ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
ia; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

1967297 1967335 5 43 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
bosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

2288476 2288514 5 43 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
osomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

2377696 2377738 1 43 gi|219857475|ref|NR_025063.1| Mycoplasma columbinum 
ribosomal RNA, partial sequence 2376676 2378132 Mycoplasma columbinum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2391386 2391428 1 43 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 

ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

2586755 2586797 1 43 gi|219857277|ref|NR_024908.1| Marinomonas 
in MMB1 16S ribosomal RNA, complete sequence 2585691 2587224 Marinomonas 
1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

2931044 2931086 1 43 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
ammaproteobacteria; Oceanospirillales; Oceanobacter. 

2932549 2932591 1 43 gi|219856835|ref|NR_024654.1| Pseudospirillum 
ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
a; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

2934063 2934105 1 43 gi|219856834|ref|NR_024653.1| Marinobacterium 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

2935571 2935613 1 43 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 

3353632 3353674 1 43 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
bosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

3385789 3385831 1 43 gi|219846659|ref|NR_026251.1| Chromohalobacter 
n ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
ria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

3387262 3387304 1 43 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 

16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

3600936 3600978 1 43 gi| 219846506 |ref|NR_026098.1| Dolosigranulum pigrum 
6S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
bacillales; Carnobacteriaceae; Dolosigranulum. 

3687388 3687426 5 43 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 
bosomal RNA, partial sequence 3686364 3687830 Mycoplasma yeatsii Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3688905 3688943 5 43 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 


strain VIS 16S ri 
Tenericutes; Moll 


173828 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


173828 Bacteria_16S 


strain 62 16S rib 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3775485 3775523 5 43 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 


3687881 36893 


ue 


219846380 
nce 
smataceae; 


3837617 3837659 1 43 gi 
osomal RNA, partial sequence 


47 Mycoplasma cottewii Bacteria; 


219846337 


ref|NR_025971.1| Mycoplasma 

3774462 3775927 Mycoplasma 
Mycoplasma. 
ref|NR_025927.1| Halomonas pacifica 


3836584 3838063 Halomonas pacifica Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


173828 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


173828 Bacteria_16S 


strain JC2056 16S 


173828 Bacteria_16S 


strain SS20 16S r 


Proteobacteria; G 


173828 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


3933863 3933901 5 43 
ibosomal RNA, partial sequence 


gi 


219846271 


3932829 39341 


ref|NR_025861.1| Borrelia miyamotoi 
96 Borrelia miyamotoi Bacteria; 


rochaetales; Spirochaetaceae; Borrelia. 
4050086 4050128 1 43 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 

4055981 4056023 1 43 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
ibosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

4119445 4119483 5 43 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
bosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4164158 4164196 5 43 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 


173828 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


173828 Bacteria_16S 
in GRUA-1 16S ribosomal RNA, partial s 
Entomop 


grammopterae stra 
grammopterae Bact 


173828 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


173828 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


173828 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


173828 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


173828 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


173828 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


173828 Bacteria_16S 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


173828 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


173828 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


173828 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


173828 Bacteria_16S 


AT1047 16S riboso 
Flavobacteria; Fl 


173828 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


173828 Bacteria_16S 
G 18212 16S ribosomal RNA, partial seq 


joostei strain LM 
joostei Bacteria; 


173828 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


173828 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


6S ribo 
icutes; Entomoplasmatales; 
4174839 41748775 43 gi 
Tenericutes; Mollicutes; 
4180992 41810305 43 


eria; 
gi 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
217084 217129 1 46 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; 
975249 975290 5 46 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
2560677 2560706 1 30 
ribosomal RNA, partial sequence 
nergistia; Synergistales; 
3232208 3232253 1 


gi 


gi 


gi 


46 gi 


ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1920117 19201575 45 


Flavoba 
gi 


Bacteroidetes; Flavobacteria; Flavoba 
1921625 19216655 45 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 
2408109 2408149 5 


45 gi 


avobacteria; Flavobacteriales; Flavoba 


173828 Bacteria_16S 


neopropionicum st 


3527516 3527548 11 43 
rain DSM 3847 16S ribosomal RNA, 


gi 


somal RNA, partial sequence 4163118 41646 
Entomoplasmat 


aceae; 
219846097 

equence 

lasmatales 
219846092 


4184459 41859 
Entomoplasmataceae; 


E 
265678918 


216053 21755 
Pla 


nctomyceta 
265678394 


974224 97564 
Sap 


rospiracea 
219857337 


2559665 25611 
Synergistace 


ae; Aminob 
219846766 


16S ribosomal RNA, partial sequence 3231181 32326 


1273959 12753 


cteriaceae 
219878248 
uence 

cteriales; 
219878247 
1 sequence 
avobacteri 


219857455 


6S ribosomal RNA, partial sequence 2407067 24085 


cteriaceae 
219846558 


M 


23 Mesoplasma tabanidae Bacteria; 
esoplasma. 
ref|NR_025687.1 

4173799 417528 
; Entomoplasmata 
ref |NR_025682.1 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Mesoplasma chauliocola 


ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4185495 4185533 5 43 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 


49 Entomoplasma 
ntomoplasma. 
ref |NR_029226. Blastopirellula marina 
5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 

ref|NR_028696.1| Lewinella persicus 

2 Lewinella persicus Bacteria; 

e; Lewinella. 
ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 
acterium. 

ref |NR_026358.1 
56 Peptoniphilus 


luminosum Bacteria; 


Peptoniphilus harei 
harei Bacteria; 


ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

214094 214126 11 43 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
osomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
ammaproteobacteria; Oceanospirillales; Marinomonas. 

389941 389985 1 43 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
n XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Myceligenerans. 

566429 566469 5 45 gi|265678675|ref|NR_028980.1| Chryseobacterium 
ain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

622262 622302 5 45 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

800812 800852 5 45 gi|265678512|ref|NR_028815.1| Kaistella koreensis 

ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

1273541 12735815 45 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
mal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Sejongia. 

1274963 1275003 5 45 gi|219846219|ref|NR_025809.1| Sejongia antarctica 


12 Sejongia antarctica Bacteria; 
; Sejongia. 
ref|NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 

1920604 192206 
ales; Flavobacte 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 
1 Chryseobacterium 
riaceae; 


, 


ref|NR_025043.1| Riemerella columbina 
26 Riemerella columbina Bacteria; 

; Riemerella. 
ref|NR_026150.1 


Clostridium 


complete sequence 3526458 3527968 Clostridium 


neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


173828 Bacteria_16S 
anatipestifer str 


anatipestifer Bac 


173828 Bacteria_16S 
strain LX 16S rib 


Tenericutes; Moll 


173828 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


173828 Bacteria_16S 
singaporensis str 


singaporensis Bac 
Klebsiella. 


173828 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


173828 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


173828 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


173828 Bacteria_16S 


strain 13.4 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
173828 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


173828 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


173828 Bacteria_16S 
ain NAG-2N-126 16S ribosomal RNA, part 
Gammaproteobact 


naphthovorans str 
naphthovorans Bac 


173828 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


173828 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


173828 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


173828 Bacteria_16S 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


173828 Bacteria_16S 


strain N2 16S rib 


thermohalophila s 
thermohalophila B 


173828 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


173828 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


173828 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


173828 Bacteria_16S 


HTCC2155 strain H 
HTCC2155 Bacteria 


173828 Bacteria_16S 


strain 513A 16S r 
Spirochaetes; Spi 


173828 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


3703967 3704007 5 45 gi 
teria; Bacteroidetes; 
3786117 3786161 1 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3824138 3824180 1 43 gi 
strain 536 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


Flavobacteria; 
45 gi 


849513 849556 1 43 gi 


teria; Proteobacteria; 
979658 979697 7 46 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
84129 84169 1 43 
somal RNA, partial sequence 83062 
ridiales; 
87156 


gi 


gi 


87196 1 43 gi 


Clostri 
gi 


teria; Firmicutes; Clostridia; 
1246479 1246516 1 39 


ibosomal RNA, partial sequence 


1247995 1248033 5 43 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
2201707 2201745 5 43 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2608357 2608399 1 43 gi 


teria; Proteobacteria; 


2642107 2642145 5 43 gi 
eltaproteobacteria; Desulfobacterales; 
3864920 3864962 5 47 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
1125544 11255855 46 gi 
avobacteria; Flavobacteriales; Cryomor 
3066127 3066152 21 46 gi 
ain 1187 16S ribosomal RNA, partial se 


teria; Bacteroidetes; Sphingobacteria; 


3108090 3108123 1 34 
osomal RNA, complete sequence 


gi 


591900 591940 5 45 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
695094 695134 5 45 gi 
in DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; Plancto 


3863401 3863441 5 45 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
1181499 1181530 12 43 gi 
ribosomal RNA, partial sequence 


gi 


ain ATCC 11845 16S ribosomal RNA, part 
F 


3785096 37865 


complete 
Gammaproteob 


ain LX3 16S ribosomal RNA, partial seq 
Gammaproteobact 


978631 98004 
Sap 


84529 
Ruminococcaceae; Anaerofilum. 


ain Fae 16S ribosomal RNA, partial seq 


1245479 12468 


2200688 22021 


6S ribosomal RNA, partial sequence 2641027 26425 


Rikenellacea 


6S ribosomal RNA, partial sequence 1124514 11259 


3107102 31085 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


173828 Bacteria_16S 


mycetacia; 


3862330 38638 


1180467 11819 


219846434 
ial sequen 
lavobacter 
219846373 


219846347 
sequence 
acteria; P 
265678480 
uence 
eria; Ente 
265678391 


rospiracea 
265679007 
Anaer 


265679005 
uence 

diales; Ru 
219857484 


donocardin 
219857449 
equence 

hlamydiace 
219857598 


219857263 
ial sequen 
eria; Ocea 
219857230 


Desulfoba 
219846319 

38638 
e; Alistip 
224581403 


phaceae; C 
219846878 
quence 

Sphingoba 


219846850 


hodobacter 
265678658 
sequence 
acteroidal 
265678586 
sequence 


219846320 


e; Rikenel 
228717635 


ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


haerae; Victivallales; Victivallaceae; Victivall 
1372080 137211112 43 gi| 228718145 

TCC2155 16S ribosomal RNA, partial sequence 

; Lentisphaerae; Lentisphaerales; Lentisphaerace 
12979 13019 1 43 gi|265679055 

ibosomal RNA, partial sequence 11961 13410 

rochaetales; Brachyspiraceae; Brachyspira. 
4080285 4080323 5 43 gi| 219846166 


ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref |NR_025964.1 


ref|NR_025938.1 
3823071 382454 
asteurellales; P 


ref |NR_028783.1 
848542 849823 
robacteriales; E 


ref |NR_028693.1 


eae; Pseudonocar 
ref |NR_025037.1 
1246931 124845 
Neochlamydia 
NR_025186.1 


ae; 
ref 


ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_025909.1 
52 3865319 Alisti 
es. 
ref|NR_027184.1 
ryomorpha. 
ref |NR_026470.1 

3065078 306652 
cteriales; Flexi 
ref |NR_026442.1 
aceae; Rhodovulu 
ref|NR_028963.1 

590846 592357 
es; Marinilabiac 
ref |NR_028891.1 

694091 695537 
Planctomycetale 
ref|NR_025910.1 
la. 
ref|NR_027565.1 
is. 
ref|NR_027571.1 

1371035 137251 
Lentisphaer 
NR_029363.1 


ae; 
ref 


o@ 


Sp 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Klebsiella 
Klebsiella 


nterobacteriaceae; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


e; Lewinella. 
ref|NR_029315.1| Anaerofilum agile 
ofilum agile Bacteria; Firmicutes; 
ref |NR_029313.1| Anaerofilum 

86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_025072.1| Amycolatopsis rubida 
80 Amycolatopsis rubida Bacteria; 


diaceae; Amycolatopsis. 
Neochlamydia 
9 Neochlamydia 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Alistipes putredinis 
pes putredinis Bacteria; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 

Anaerophaga 

Anaerophaga 

eae; Anaerophaga. 
Planctomyces 
Planctomyces 

s; Planctomycetaceae; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


ref|NR_025756.1 


iroplasma. 


Spiroplasma melliferum 


4079234 4080748 Spiroplasma melliferum Bacteria; 
Spiroplasmataceae; 


173828 Bacteria_16S 4148750 4148788 5 43 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

173828 Bacteria_16S 2011949 2011994 1 46 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

173828 Bacteria_16S 28263 28295 17 49 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

173828 Bacteria_16S 218661 218705 1 45 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

173828 Bacteria_16S 282386 282418 69 101 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 


strain W 1471 16S 
Firmicutes; Clost 
173828 Bacteria_16S 
formicigenes stra 
formicigenes Bacteria; 
173828 Bacteria_16S 

strain IS1B 16S r 
Planctomycetes; P 
173828 Bacteria_16S 
strain ATCC 35585 
Firmicutes; Clost 
173828 Bacteria_16S 
submarinus strain 
Bacteria; Proteob 
173828 Bacteria_16S 


thalassicus strain SC 562 16S ribosomal RNA, partial se 
Clostridi 


thalassicus Bacteria; 
173828 Fungi_16S 
strain IFM 100 
Actinobacteria; 
173828 Fungi_16S 
strain IFM 078 
Actinobacteria; 
173828 Fungi_16S 
strain IFM 057 
Actinobacteria; 
173828 Fungi_16S 
strain IFM 100 
Actinobacteria; 
173828 Fungi_16S 
strain YZ-96 1 
Actinobacteria; 
173828 Fungi_16S 
strain IFM 024 
Actinobacteria 
173828 Fungi_16S 
strain IFM 100 
Actinobacteria; 
173828 Fungi_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


ridia; 


Clostridiales; 
417910 417942 69 


Firmicutes; 
693597 693637 5 
2060627 2060659 69 

Clostridiales; 
2103386 2103418 69 
4184092 4184124 69 


Firmicutes; 
1038 1080 


Clostridia; 
1 


2547 2589 aL 


4085 4127 1 


5645 5687 1 


7201 7243 1 


8703 8745 1 


10189 10231 1 


11670 11712 1 


Nocardiaceae; Nocardia. 


173828 Archaea_16S 


1014 1050 1 


ribosomal RNA, partial sequence 
ridia; 


10 


45 


ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 


10 


10 


10 


43 


43 


43 


43 


43 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 


43 


43 


43 


37 


1 gi 


in DV1184 16S ribosomal RNA, partial s 


Clostridia; Clostrid 


gi 


1 gi 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


1 gi 


6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 


1 gi 


gi 


35 16S ribosomal RNA, partial sequence 1 
Actinobacteridae; Actinomycetales; Cory 


gi 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


gi 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


5 16S ribosomal RNA, partial sequence 7721 
; Actinobacteridae; Actinomycetales; Cory 


gi 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


zilligii strain Kl 16S ribosomal RNA, partial sequence 


Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales 


178308 Bacteria_16S 
versmoldensis str 
versmoldensis Bac 
178308 Bacteria_16S 
phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 

178308 Bacteria_16S 
strain 1502-91 16 
Bacteroidetes; Fl 
178308 Bacteria_16S 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 


teria; 


avobacteria; 


551629 551652 1 


Firmicutes; 
1144058 1144081 1 


28689 28711 2 


237337 237359 2 


24 


24 


24 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


24 


gi 


ain KU-3 16S ribosomal RNA, partial se 
Lactobacillales; 


gi 


in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


gi 


gi 


281272 28276 
Eubacteriaceae; 


692571 69404 


6163 


La 


27210 
Flavoba 


Eubacteriu 
265678776 
equence 

iales; Pep 
265678587 


mM. 


nctomyceta 
219878150 
20595 
Eubacteriu 
219878118 
e 21022 
ibrionales 
219846088 
quence 
ales; Pept 
265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


mM. 


’ 


265679008 
1 
; Desulfur 
265678685 
quence 
ctobacilla 
253680761 
quence 
ria; Rhodo 


265679045 
28718 
cteriaceae 
265678904 


v 


ref 


ref 
11 2103776 Desul 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 
e 10639 
myce 


ref 
1463 
ococ 
ref 
550095 55165 
ceae 
ref 


ref 


ref 
235885 237406 Burkholderia phenazinium 


rs 


De 


rs 


16856 418235 
tost 
ref 
0 Isosphaera pallida Bacteria; 
ceae 
ref 
20 2060972 Eubac 


183005 41844 
ostr 
ref 


NR_029081.1 


reptococcace 
NR_028892.1 
; Isosphaera 
NR_025289.1 
t 


NR_025257.1 
£ 
sulfohalobia 
NR_025678.1 
0 
eptococcacea 
NR_028654.1 


7 Eubacterium infirmum Bacteria; 


Tepidibacter 
Tepidibacter 

ae; Tepidibacter. 
Isosphaera pallida 


Eubacterium sulci 
erium sulci Bacteria; 


Desulfonauticus 

onauticus submarinus 

ceae; Desulfonauticus. 
Tepidibacter 

8 Tepidibacter 

e; Tepidibacter. 

Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


Nocardiacea 
NR_028653.1 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


Nocardiacea 
NR_028652.1 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


Nocardiacea 
NR_028651.1 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


Nocardiacea 
NR_028650.1 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


Nocardiacea 
NR_028644.1 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


Nocardiacea 
NR_024825.1 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


bR 


142608 11440 
bact 


Nocardiacea 
NR_024803.1 
12137 
tales; Coryn 
NR_029316.1 
Sulfop 
caceae; Sulf 
NR_028990.1 

2 
; Lactobacil 
NR_028009.1 
8 
d 


erales; Rho 


NR_029353.1 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Sulfophobococcus 
hobococcus zilligii 
ophobococcus. 
Lactobacillus 
Lactobacillus 
lus. 

Pannonibacter 

2 Pannonibacter 
obacteraceae; 


Coenonia anatina 


Coenonia anatina Bacteria; 


Co 


enonia. 


NR_029212.1 


Burkholderia 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


178308 Bacteria_16S 550022 550044 2 24 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
178308 Bacteria_16S 560747 560771 1 25 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 
178308 Bacteria_16S 593868 593892 1 25 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
178308 Bacteria_16S 668246 668268 1 23 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
178308 Bacteria_16S 2077731 2077753 2 24 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
178308 Bacteria_16S 2079295 2079317 2 24 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
178308 Bacteria_16S 2080847 2080869 2 24 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 
178308 Bacteria_16S 2082401 2082423 2 24 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 
178308 Bacteria_16S 95192 95213 1 22 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
178308 Bacteria_16S 165415 165436 1 22 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
178308 Bacteria_16S 235701 235722 2 23 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
178308 Bacteria_16S 240466 240487 2 23 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 
178308 Bacteria_16S 415255 415276 1 22 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
178308 Bacteria_16S 11840 11860 1 21 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
178308 Bacteria_16S 11890 11910 1 21 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
178308 Bacteria_16S 157797 157817 2 22 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
178308 Bacteria_16S 390406 390426 2 22 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 
178308 Bacteria_16S 391988 392008 1 21 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
178308 Bacteria_16S 401192 401212 1 21 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
asymbiotica subsp. australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 
Photorhabdus asymbiotica subsp. australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
178308 Bacteria_16S 471955 471975 1 21 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
178308 Bacteria_16S 663627 663647 1 21 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 


strain 279-56 16S ribosomal RNA, partial sequence 


cloacae complex. 


662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


178308 Bacteria_16S 
luminescens subsp 

Photorhabdus lu 
Enterobacteriales; 
178308 Bacteria_16S 
strain J1 16S rib 


178308 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
178308 Bacteria_16S 
strain WSU 86/1044 16S 


178308 Bacteria_16S 
strain IFM 10035 


178308 Bacteria_16S 
psychrophila stra 
Bacteria; Proteob 
178308 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
178308 Bacteria_16S 
israelensis strai 
Bacteria; Proteob 
178308 Bacteria_16S 
canadensis strain 
canadensis Bacter 
Chromohalobacter. 
178308 Bacteria_16S 
extremorientalis 
extremorientalis 
Pseudomonas. 
178308 Bacteria_16S 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 
178308 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 
178308 Bacteria_16S 
strain GSL-But2 1 
Proteobacteria; D 
178308 Bacteria_16S 
strain DSM 50071 
Bacteria; Proteob 
178308 Bacteria_16S 


eria; 


HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


178308 Fungi_16S 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


182656 Bacteria_16S 
paurometabolica s 


Firmicutes; 


Bacteria; 


16S ribosomal RNA, 
acteria; Gammaproteobacteria; 


724181 724201 1 


laumondii strain TTO1 16S ribosomal 


minescens subsp. 


Enterobacteriaceae; 


768894 768914 1 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 


933970 933990 1 
974153 974173 2 
ribosomal RNA, 
1039811 1039831 2 


1089614 1089634 1 


1543585 1543605 2 


1864282 1864302 1 


n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; 


1865864 1865884 1 


ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


2220287 2220307 1 


strain KMM 3447 16S ribosomal 
Proteobacteria; 


2273754 22737741 


ain KMM 3549 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


2291949 2291969 1 


in NCIMB2033 16S ribosomal RNA, partia 
Gammaproteobacte 


Proteobacteria; 


2642553 2642573 1 


3629890 3629910 1 


4104733 4104753 1 


1493 


1513 2 


739549 739525 1 


train YIM 90007 16S ribosomal RNA, par 


Photorhabdus. 


complete sequence 


21 gi 


265678566 
RNA, parti 


ref 
als 


NR_028870.1 
equence 


Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


21 gi 


21 gi 


HO 66 16S ribosomal RNA, complete seq 
Lactobacillales; 


22 gi 


complete sequence 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


22 gi 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


21 gi 


in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


22 gi 


NRRL B-24047 16S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; 
Actinokineospora. 


21 gi 
Oceanosp 


21 gi 


21 gi 
RNA, par 


Gammaproteob 
21 gi 


21 gi 


21 gi 


6S ribosomal RNA, partial sequence 2641027 26425 
eltaproteobacteria; Desulfobacterales; 


21 gi 
Pseudomo 


21 gi 


22 gi 


25 gi 


767437 76891 


Lacto 


4103238 4104753 Vibri 


265678534 


microbiace 
265678423 
uence 
bacillacea 
265678395 
97261 


265678352 


nebacterin 
265678317 
ence 10881 
nadales; P 
219857374 
al sequenc 
Actinomyce 


219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


219857586 
tial seque 
acteria; P 


219857551 
1 sequence 
eria; Alte 


219857538 
1 sequence 
ria; Alter 


219857230 


Desulfoba 
219846486 
36283 
nadales; P 
219846150 


265678352 
1514 
nebacterin 
265678554 
tial seque 


oO ga 


nce 


eae; Nocardiacea 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref |NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
NR_025430.1 
1864353 186588 
pirillales; Halo 


ref 
nce 
seud 


NR_025174.1 
221879 
omonadales; 


ref|NR_025139.1 
2272329 227377 
romonadales; Pse 


, 


ref|NR_025126.1 
2290487 229196 
omonadales; Pseu 


ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_025740.1 
llicus Bacte 


ref |NR_028654.1 
Nocardiacea 
NR_028858.1 

739522 


ref 


ref|NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 
ae; Devosia. 
ref |NR_028725.1| Lactobacillus 
932436 934005 Lactobacillus 
e; Lactobacillus. 
ref|NR_028697.1| Waddlia chondrophila 
7 974173 Waddlia chondrophila Bacteria; 
ref|NR_028654.1| Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Pseudomonas 
monas psychrophila 
Pseudomonas. 
Actinokineospora 
6 Actinokineospora 
ardineae; 


Chromohalobacter 

halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Desulfocella halophila 


halophila Bacteria; 


focella. 

Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Vibrio gallicus strain 
ria; Proteobacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
eae; 


e; Nocardia. 
Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 
182656 Bacteria_16S 
cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae; 
183980 Bacteria_16S 
CMS 81 16S riboso: 
Actinobacteridae; 
183980 Bacteria_16S 


lithotrophicum strain 42BKT 16S ribosomal RNA, partial 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteob 


186124 Archaea_16S 


helgesonii strain PI1 16S ribosomal RNA, partial sequence 
Thermococcales; 


Archaea; Euryarchaeota; 


Pseudonocardiaceae; 


mal RNA, 


968013 967984 1 


rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 


1136719 1136689 24 


2720946 2720921 29 


15755 15731 11 


Thermococci; 


Saccharomonospor 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


31 gi 


54 gi 
54 


35 


1136447 1137959 Leifs 


a. 
265678398 
equence 

ae; Actino 


253680765 


myce 


onia 


ref|NR_028700.1 
967981 969477 
tales; Strep 


ref|NR_028013.1 


aurea Bacte 


Kitasatospora 
Kitasatospora 
tomycineae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


obacteriaceae; Leifsonia. 
gi|219857174|ref|NR_024802.1| Sulfurovum 
sequence 2720705 2722110 Sulfurovum 
acteria; Sulfurovum. 
gi|265678754|ref|NR_029059.1| Palaeococcus 
14826 16263 Palaeococcus helgesonii 
Thermococcaceae; Palaeococcus. 


186124 Archaea_16S 


strain P5 16S ri 
Euryarchaeota; T 


strain JA-1 16S 


Euryarchaeota; T 


strain AL585 16S 
Euryarchaeota; T 


guaymasensis TYS 
Euryarchaeota; T 


AN1 16S ribosoma 
Thermococci; The 


1 


kodakarensis KOD 
Archaea; Euryarc 


1 


waiotapuensis WT1 


Archaea; Euryarc 


K-3 
Thermococci; 


1 
xr 


16S ribosoma 
The 


186124 Archaea_16S 


RG-20 16S riboso 


Thermococci; Ther 


186124 Archaea_16S 


DT5432 16S ribos 
Euryarchaeota; T 


fo} 
h 


186124 Archaea_16S 
M 9653 16S ribosomal RN. 


peptonophilus JC 


9653 Archaea; Eur 


186124 Archaea_16S 


P-4 16S ribosoma 
Euryarchaeota; T 


1 
h 


186124 Archaea_16S 


gorgonarius W-12 


Euryarchaeota; Th 


186124 Archaea_16S 


thioreducens OGL 


Archaea; Euryarch 


186124 Archaea_16S 
acidaminovorans AEDII10 16S ribosomal R 


Archaea; Euryarch 


191140 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


192124 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


192124 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


192124 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


192124 Bacteria_16S 


debontii strain F 
Bacteria; Verruco 


192124 Bacteria_16S 


fusiformis strain 
Bacteria; Verruco 


192124 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


192124 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


bosomal RNA, partial se 
hermococci; 
186124 Archaea_16S 
ribosomal RNA, partial 
hermococci; 
186124 Archaea_16S 


hermococci; 
186124 Archaea_16S 


hermococci; 
186124 Archaea_16S 


rmococcales; 
186124 Archaea_16S 


haeota; 
186124 Archaea_16S 


haeota; 
186124 Archaea_16S 


mal RNA, partial sequen 


17286 17262 pee 
quence 
les; Thermococca 
11 35 gi 
sequence 
Thermococcales; Thermococca 
20243 20219 ii 35 gi 
ribosomal RNA, partial sequence 
Thermococcales; Thermococca 
63279 63255 11 35 gi 
16S ribosomal RNA, par 
Thermococcales; 
79651 79627 11 
RNA, partial sequence 
Thermococc 
111262 111238 
16S ribosomal RNA, 

Thermococci; 
129343 129319 
16S ribosomal RNA, 


35 gi 
Thermococca 


18782 18758 


Thermococca 
35 gi 
78682 
Thermococ 
35 gi 
partial sequence 
Thermococcales; Th 
11 35 gi 
partial sequence 
Thermococci; Thermococcales; 
130831 130807 11 35 

RNA, partial sequence 
mococcales; Thermococcaceae; 
132324 132300 11 
ce 
mococcales; Thermococcaceae; 
133821 133797 11 
mal RNA, partial sequence 
ermococci; Thermococcales; 
135315 135291 11 


aceae; 
11 


Th 
gi 


er 


Thermococ 
35 gi 


cu 


Thermococ 
35 gi 


cu 


Thermococca 
35 gi 
A, partial seque 
yarchaeota; Thermococci; Thermococcale 
136806 136782 11 35 gi 
RNA, partial sequence 
ermococci; Thermococcales; 
138297 138273 11 
16S ribosomal RNA, par 
ermococci; Thermococcales; 
156183 156159 11 
20P 16S ribosomal RNA, partial sequenc 
aeota; Thermococci; Thermococcales; Th 
190483 190459 11 35 gi 
NA, partial sequ 
aeota; Thermococci; Thermococcales; Th 
2755605 2755627 71 93 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
3364353 3364227 1 126 gi 
SM 4136 16S ribosomal RNA, partial seq 
Verrucomicrobia; Verrucomicrobiae; V 


ce 
ne 


Ss; 


Thermococca 
35 gi 


ce 


Thermococca 
35 gi 


ce 


e 
er 


en 
er 


ne 
er 


ue 
er 


’ 


3708260 3708134 1 126 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3709779 3709653 1 126 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3706742 3706616 1 126 gi 
C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
3705223 3705097 1 126 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3767822 3767699 1 126 gi 
SEBR 2840 16S ribosomal RNA, partial 

ia; Proteobacteria; Deltaproteobacteri 


en 
ro. 


e 


ro. 


ro. 


ce 
ro 


se 
a; 


tial sequence 62331 

ceae; 
254971321 
80132 hermococ 
cus. 


254971298 


ermoco 
254971279 


tial sequence 137342 1 


265678750 
16314 
ceae; 
265678749 
17817 
ceae; 
265678748 
19321 
ceae; 
254971333 


17766 
Ther 


19270 
Pyro 


20728 
Pyro 


63629 


Ther 


T 


11029 


ccac 


1 
MOCO 


2838 
ccac 


254971278 
129880 131321 T 


Ss. 


254971277 
131372 132813 T 


Ss. 


254971276 
132864 134310 T 


ae; Ther 


254971275 


1 
The 


3436 
rmoc 


e 


254971274 
135856 137291 T 


ae; Ther 


254971273 


3878 


ae; Ther 


254971261 


1 
MOCO 


5524 
ccac 


254971236 


ce 18952 
mococcac 


219857149 


e 27549 
ales; Th 


219846674 


nce 
rucomicr 


219846431 


ce 37073 
biales; 


219846430 


37089 
biales; 


219846432 


37058 
biales; 


219846433 


37043 
biales; 


219846386 


quence 
Desulfo 


1524645 1524519 1 126 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillone 


219857527 


hermococ 


hermococ 


hermococ 


hermococ 


ref|NR_029055.1 
Thermococcus 

mococcus. 

ref|NR_029054.1 


cocc 
ref 


us. 
NR_029053.1 


coccus. 
ref|NR_028251.1 
Thermococcus 
mococcus. 
ref|NR_028239.1 
cus zilligii 


ref |NR_028216.1 
0 111787 Thermo 
eae; Thermococcu 
ref|NR_028197.1 
7 #129829 Thermo 
eae; Thermococcu 
ref|NR_028196.1 
cus stetteri 
ref|NR_028195.1 
cus siculi 
ref|NR_028194.1 
cus profundu 
mococcus. 
ref|NR_028193.1 
1 135805 Thermo 
occaceae; Thermo 
ref |NR_028192.1 
cus pacificu 
mococcus. 
ref|NR_028191.1 
6 Thermococcus 
mococcus. 
ref|NR_028179.1 
8 156699 Thermo 
eae; Thermococcu 
ref|NR_028154.1 
7 #190952 Thermo 
eae; Thermococcu 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref |NR_026266.1 

3363492 336498 
obiales; Verruco 


ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prost 
Verrucomicrobiac 
ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


ref 


NR_025115.1 


Archaea; 


Thermococcus aegaeus 


aegaeus Archaea; 


Pyrococcus horikoshii 


Pyrococcus horikoshii Archaea; 


Pyrococcus glycovorans 


Pyrococcus glycovorans Archaea; 


Thermococcus 


guaymasensis Archaea; 


Thermococcus zilligii 
Archaea; Euryarchaeota; 


Thermococcus 
coccus kodakarensis KOD1 
s. 

Thermococcus 
coccus waiotapuensis 
Ss. 

Thermococcus stetteri 
Archaea; Euryarchaeota; 


Thermococcus siculi 
Euryarchaeota; 


Thermococcus profundus 
s Archaea; 


Thermococcus 
coccus peptonophilus JCM 
coccus. 

Thermococcus pacificus 
s Archaea; 


Thermococcus 


gorgonarius Archaea; 


Thermococcus 
coccus thioreducens 
Ss. 

Thermococcus 
coccus acidaminovorans 
Ss. 

Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 

Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Selenomonas sputigena 


1523742 1525238 Selenomonas sputigena 


llaceae; 


Selenomonas. 


192124 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


192124 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


192124 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


192124 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


192124 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


192124 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


192124 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


192124 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


192124 Bacteria_16S 


succinivorans str 
succinivorans Bac 


192124 Bacteria_16S 


marinus subsp. pa 


Prochlorococcacea 


192124 Bacteria_16S 


DSM 
Thermotogae; 


4359 16S ribo 
Ther 


192124 Bacteria_16S 


phaeum strain PB 
Firmicutes; Clost 


192124 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


192124 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; Clost 


192124 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


192124 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


192124 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


192124 Bacteria_16S 


montpellierensis 
montpellierensis 


192124 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


192124 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; G 


192124 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


192124 Bacteria_16S 


strain 2825 16S r 


828123 827997 1 126 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
244523 244478 81 126 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
693333 693288 81 126 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
805132 805087 81 126 gi 


ridia; Clostridiales; Veillonellaceae; 
802188 802065 4 126 gi 
in C21 16S ribosomal RNA, complete seq 
eria; Firmicutes; Clostridia; Clostrid 


829696 829573 4 126 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2757446 2757323 4 126 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


2905016 2904893 4 126 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


70521 70395 1 126 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
879431 879309 5 126 gi 
storis strain PCC 9511 16S ribosomal R 


Prochlorococcus. 
1202499 12023805 


e; 
126 gi 


motogales; Thermotogaceae; Thermotoga. 


strain ADV 281.99 16S 
Bacteria; Firmicutes; 
791348 791303 81 
6S ribosomal RNA, comp 
ammaproteobacteria; Alteromonadales; P 
1152429 1152384 81 126 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1200846 1200801 81 126 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1757380 1757335 81 126 gi 
ibosomal RNA, partial sequence 


ribosomal RNA, p 
Clostridia; Clos 
126 gi 


265678494 
e 82720 
Selenomon 
265678899 


243690 24511 


Megasphae 
265678587 


692571 69404 


nctomyceta 
265678509 


16S ribosomal RNA, partial sequence 804384 80579 


Anaeroglo 
265678511 
uence 
iales; Clo 
265678493 
82878 
Selenomon 
219857148 
al sequenc 
diales; Cl 


219856853 
uence 
ales; Clos 
265679017 
quence 

diales; Ve 
265678459 
NA, partia 


228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 


2883920 2883798 4 126 gi| 219856869 
16S ribosomal RNA, partial sequence 2883064 28845 
ridia; Thermoanaerobacterales; Thermoanaerobacte 

106791 106746 81 126 gi| 265678991 

Z-7288 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Clostridia; Halanaerobiales; Hal 
388213 388168 81 126 gi| 265678796 
ribosomal RNA, partial sequence 387448 38884 
ridia; Clostridiales; Veillonellaceae; Veillonel 

549315 549270 81 126 gi| 265678686 
ribosomal RNA, partial sequence 548509 55004 
ridia; Clostridiales; Veillonellaceae; Sporomusa 

643440 643395 81 126 gi| 265678622 

RNA, partial sequence 642624 644123 Sporo 
ridiales; Veillonellaceae; Sporomusa. 

694832 694787 81 126 gi| 265678586 
in DSM 5305 16S ribosomal RNA, partial sequence 
5305 Bacteria; Planctomycetes; Planctomycetacia; 

766744 766699 81 126 gi| 265678535 


artial seq 
tridiales; 
265678518 


lete sequence 790537 79204 


sychromona 
253680755 


1151622 11530 


sychromona 
228715386 
ce 12000 
es; Synerg 
219878367 


ref|NR_028797.1| Selenomonas infelix 

9 828732 Selenomonas infelix Bacteria; 
as. 

ref|NR_029207.1| Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 
ra. 


ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 
ceae; Isosphaera. 
ref|NR_028812.1| Anaeroglobus geminatus 
1 Anaeroglobus geminatus Bacteria; 
bus. 
ref|NR_028814.1| Thermaerobacter 
801287 802838 Thermaerobacter 
stridiales Family XVII. Incertae Sedis; 
ref|NR_028796.1| Selenomonas noxia 
3 830273 Selenomonas noxia Bacteria; 
as. 
ref|NR_024776.1| Thermaerobacter 
e 2756546 2758056 Thermaerobacter 
ostridiales Family XVII. Incertae Sedis; 
ref|NR_024672.1| Thermaerobacter 
2904128 2905615 Thermaerobacter 
tridiales Family XVII. Incertae Sedis; 
ref |NR_029325.1| Schwartzia 
69637 71125 Schwartzia 
illonellaceae; Schwartzia. 
ref|NR_028762.1] Prochlorococcus 
1 sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


ref Thermotoga neapolitana 


a DSM 4359 Bacteria; 


NR_027530.1 
a neapolitan 


ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
raceae; Thermacetogenium. 
ref|NR_029299.1| Acetohalobium 
106000 107471 Acetohalobium 
obacteroidaceae; Acetohalobium. 
ref|NR_029101.1| Veillonella ratti 
3 Veillonella ratti Bacteria; 
la. 
ref|NR_028991.1| Sporomusa aerivorans 
4 Sporomusa aerivorans Bacteria; 
ref 
musa 


NR_028927.1 
ovata Bacte 


Sporomusa ovata strain 
ria; Firmicutes; 


ref|NR_028891.1 
694091 695537 
Planctomycetale 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Veillonella 

767386 Veillonella 
Veillonella. 
Psychromonas arctica 


ref 
uenc 


NR_028839.1 
e 765978 
Veillonellaceae 
ref |NR_028821.1 
3 Psychromonas arctica Bacteria; 

daceae; Psychromonas. 

ref|NR_028003.1| Psychromonas kaikoae 
67 Psychromonas kaikoae Bacteria; 

daceae; Psychromonas. 

ref|NR_027531.1| Aminobacterium 

61 1201579 Aminobacterium colombiense DSM 
istaceae; Aminobacterium. 


, 


ref|NR_025506.1| Psychromonas profunda 


1756574 1758069 Psychromonas profunda Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 


192124 Bacteria_16S 1882000 1881955 81 126 gi| 219878278 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 18827 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
192124 Bacteria_16S 1885156 1885111 81 126 gi|219878276 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
192124 Bacteria_16S 2140856 2140811 81 126 gi| 219857641 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequ 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; 
192124 Bacteria_16S 2403222 2403177 81 126 gi| 219857458 
strain ATCC 17747 16S ribosomal RNA, partial sequence 24024 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonel 
192124 Bacteria_16S 2560435 2560390 81 126 gi| 219857337 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 25611 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminob 
192124 Bacteria_16S 3116922 3116877 81 126 gi|219846844 
antarctica strain star-1 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alterom 
Psychromonas. 

192124 Bacteria_16S 3203292 3203247 81 126 gi| 219846786 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 32039 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa 
192124 Bacteria_16S 4070880 4070835 81 126 gi| 219846172 
strain PVl 16S ribosomal RNA, partial sequence 4070099 40715 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonel 
192124 Bacteria_16S 696472 696349 4 126 gi| 265678585 


PB90-1 16S riboso: 
Opitutae; Opituta 
192124 Bacteria_16S 
strain DSM 1672 1 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

192124 Bacteria_16S 3497043 3496923 4 126 gi|219846578|ref|NR_026170.1 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 349764 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriob 
Coriobacteriaceae; Coriobacterium. 

192124 Bacteria_16S 21998 21872 a 126 gi|265679049|ref|NR_029357.1 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 Propionispira 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

192124 Bacteria_16S 304924 304805 5 126 gi| 265678857 |ref|NR_029163.1 


strain MSB-8 16S 
Thermotogae; Ther 
192124 Bacteria_16S 
strain H168 16S r 
Firmicutes; Clost 
192124 Bacteria_16S 
acidaminovorans s 
acidaminovorans Bacteria; 
192124 Bacteria_16S 
Ssapovorans strain 
Bacteria; Firmicutes; 
192124 Bacteria_16S 
hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 
192124 Bacteria_16S 
marinus strain sr 
Bacteria; Synergi 
192124 Bacteria_16S 
strain DSM 5069 1 
Bacteria; Thermotogae; 
192124 Bacteria_16S 
antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 
192124 Bacteria_16S 
strain Z-7937 16S 
Firmicutes; Clostridia; 
192124 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
192124 Bacteria_16S 


ridia; 


acteria; 
erium. 


stetes; 


ribosomal RNA, 
motogales; 


ibosomal RNA, 


91318 
ribosomal RNA, partial sequence 

Halanaerobiales; 
204473 204428 81 
in H-6-12 16S ribosomal RNA, 
eria; Dictyoglomi; Dictyoglomales; Dic 
216826 216781 81 


mal RNA, partial sequence 
les; Opitutaceae; 
1748241 1748126 4 
6S ribosomal RNA, 


Thermodesul 


2351647 2351526 4 
12 16S ribosomal RNA, partial sequence 


Synergistia; 


2790637 2790518 5 
6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogales; 
82276 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


82243 


91277 


Opitutus. 


118 


partial sequence 1747351 17488 


complete sequence 
Thermotogaceae; 
323189 323064 1 
complete sequence 
Halanaerobiales; 
483552 483431 4 
train srl15 16S ribosomal RNA, partial 
Synergistetes; 
993518 993396 1 
OM 16S ribosomal RNA, 
Clostridia; 
2262381 2262261 4 
train SL6 16S ribosomal RNA, partial s 


126 


126 


Synergis 
122 
complete 


Clostridiales; 


126 
fobacteria; 
126 


Synergistal 
126 


Thermotogac 
93 126 


81 122 
Halobact 
126 


126 


strain SH 106 16S ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 


695588 697067 Opitu 


Thermotoga. 


Halanaerobiace 


complete 


gi| 219878375 


304028 30558 


gi| 265678845 
322285 32381 
ae; Haloth 
265678729 
sequence 
ynergistal 
265678382 
ce 99261 
phomonadac 
219857558 
equence 
desulfobac 


gi 


tia? Ss 
gi 
sequen 
Syntro 
gi 
Thermo 
219857493 
23507 


nergistace 
219857123 


gi 


es; Sy 


gi 


eae; T 
gi 


hermotoga. 
265679009 
ce 81499 
nadales; P 


gi| 265679002 

90540 92000 
eroidaceae; Natr 

gi| 265678927 
sequence 
tyoglomace 


es; 


eae; 


teri 


ae; 


ref|NR_025417.1 


ref|NR_025415.1 


ref 
ence 
Veil 
ref 


NR_025230.1 

214009 
lonellaceae; 
NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_024925.1 
rium. 
NR_026436.1 
116131 311762 
onadales; Psychr 


acte 
ref 


w 


ref |NR_026378.1 


ref|NR_025762.1 


la. 
ref 
tus 


NR_028890.1 
terrae Bacte 


ref|NR_025514.1 


ref|NR_029150.1 
ermothrix. 
ref |NR_029034.1 

482698 484170 
Synergistace 
ref |NR_028684.1 
4 994134 Syntro 
Syntrophomo 
ref|NR_025146.1 

2261503 226299 
ales; Thermo 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_024751.1 


ref |NR_029317.1 

83011 Pseudo 
seudoalteromonad 
ref |NR_029310.1 
lla. 
ref |NR_029235.1 

203662 205201 
Dictyoglomus 


gi|265678918 


ref|NR_029226.1 


ae; 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Megasphaera 


2 2141502 Megasphaera 


Megasphaera. 
Veillonella criceti 


nella criceti Bacteria; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Psychromonas 


9 Psychromonas 
omonadaceae; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Opitutus terrae strain 


ria; Verrucomicrobia; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Coriobacterium 


1 Coriobacterium 
acterineae; 


Propionispira arboris 
arboris Bacteria; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Dethiosulfovibrio 
Dethiosulfovibrio 
Dethiosulfovibrio. 
Syntrophomonas 


phomonas sapovorans 
nas. 


Thermodesulfobacterium 


9 Thermodesulfobacterium 
desulfobacteriaceae; 


Dethiosulfovibrio 


sulfovibrio marinus 
ibrio. 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Pseudoalteromonas 


alteromonas antarctica 
aceae; 


Natroniella acetigena 


Natroniella acetigena Bacteria; 
onie 


Dictyoglomus 
Dictyoglomus 


Blastopirellula marina 


216053 217555 Blastopirellula marina Bacteria; 


192124 Bacteria_ 


modestum strain Gra 
modestum Bacteria; 


192124 Bacteria_ 


strain GraTa 2 16 
Fus 


Fusobacteria; 
192124 Bacteria_ 


strain 19glyl 16S 
Clost 


Firmicutes; 
192124 Bacteria_ 
postgatei strain 
Bacteria; 
192124 Bacteria_ 
phenolica strain 
Bacteria; 


Proteob 


O-BC30 16S ribosomal RNA, partial sequence 80896 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


P 


8 810417 Pseud 
seudoalteromonadaceae; 


Pseudoalteromonas. 
192124 Bacteria_16S 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 


Bacteria; Proteob 
192124 Bacteria_16S 
strain Z-7191 16S 
Firmicutes; Clost 
192124 Bacteria_16S 
sibiricum strain 


ridia; 


814360 814327 93 


891552 891511 81 


Halanaerobiales; 
900807 900774 93 


126 


122 


ribosomal RNA, partial sequence 
Halobacteroidaceae; 


126 


Oo 


16S 231933 231900 93 126 gi|265678908|ref|NR_029216.1| Propionigenium 
Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 

; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 
16S 626550 626517 93 126 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
obacteriales; Fusobacteriaceae; Ilyobacter. 
16S 726630 726585 81 126 gi|265678564|ref|NR_028868.1| Succinispira mobilis 

ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
ridia; Clostridiales; Veillonellaceae; Succinispira. 
16S 779098 779057 81 122 gi| 265678526 |ref|NR_028830.1| Desulfobacter 

2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
16S 809747 809714 93 126 gi|265678506|ref|NR_028809.1| Pseudoalteromonas 


alteromonas phenolica 


gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 

e 813559 815058 Thioalkalimicrobium cyclicum 

hales; Piscirickettsiaceae; Thioalkalimicrobium. 
gi|265678450|ref|NR_028752.1| Orenia sivashensis 
890778 892197 Orenia sivashensis Bacteria; 

Orenia. 

gi|265678444|ref|NR_028746.1| Thioalkalimicrobium 

e 900013 901506 Thioalkalimicrobium sibiricum 


AL7 16S ribosomal RNA, partial sequenc 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
192124 Bacteria_16S 937870 937837 93 126 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

192124 Bacteria_16S 1737440 1737407 93 126 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

192124 Bacteria_16S 1831672 1831639 93 126 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

192124 Bacteria_16S 1883576 1883531 81 126 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

192124 Bacteria_16S 2049554 2049509 81 126 gi| 219878159 |ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

192124 Bacteria_16S 2231679 2231634 81 126 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

192124 Bacteria_16S 2468720 2468687 93 126 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
192124 Bacteria_16S 2566566 2566521 81 126 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

192124 Bacteria_16S 2648017 2647984 93 126 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 

192124 Bacteria_16S 3017363 3017322 81 122 gi|219846912|ref|NR_026504.1| Orenia salinaria 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

192124 Bacteria_16S 3374779 3374738 81 122 gi|219846667|ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

192124 Bacteria_16S 3391463 3391430 93 126 gi|219846651|ref|NR_026243.1| Propionigenium maris 
strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 3392140 Propionigenium maris Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

192124 Bacteria_16S 3421666 3421633 93 126 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

192124 Bacteria_16S 3426110 3426077 93 126 gi|219846627|ref|NR_026219.1| Pseudoalteromonas 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


3425334 3426769 Pseudoalteromonas 


192124 Bacteria_16S 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 34443 
Clostridiales; Veillonellaceae; 


Bacteria; 


Bacteria; 


Firmicutes; 
192124 Bacteria_16S 

faecium strain ACM 3679 16S ribosomal RNA, partial sequence 35844 
Firmicutes; Clostridiales; Veillonellaceae; 
192124 Bacteria_16S 
pelophila strain 4B 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; 
192124 Bacteria_16S 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


3445164 3445127 81 


Clostridia; 
3585252 3585215 81 


Clostridia; 
3838897 3838864 93 


4052724 4052691 93 


Pseudoalteromonas. 


192124 Bacteria_16S 
translucida strai 
translucida Bacteria; 
Pseudoalteromonas. 
192124 Bacteria_16S 
paragorgicola str 
paragorgicola Bacteria; 
Pseudoalteromonas. 
192124 Bacteria_16S 


4213991 4213958 93 
Proteobacteria; 
4215545 4215512 93 

Proteobacteria; 


218402 218366 82 


limnophilus strain Mu 290 16S ribosomal RNA, 


limnophilus Bacte 
Planctomyces. 

192124 Bacteria_16S 
indolicum strain 
Proteob 
192124 Bacteria_16S 
ishimotonii strai 
ishimotonii Bacteria; 


Bacteria; 


Desulfonema. 


192124 Bacteria_16S 


685598 685550 78 


1270346 1270298 78 


Proteobacteria; 


1271803 1271755 78 


2077 16S ribosomal RNA partial sequence 


DSM 


Collinsella. 


192124 Bacteria_16S 
taiwanensis strai 


Coriobacteridae; 


1895967 1895919 78 


1110112 1109992 4 


Collinsella. 
1205518 1205399 4 


13279 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; 


Coriobacteridae; 


2155955 2155832 4 


Rubrobacter. 
34288 


34164 1 
335620 335582 4 


337187 337149 4 


973525 973403 5 
4 16S ribosomal RNA, 


118 


118 


126 


126 


126 


126 


118 


complete sequence 
ria; Planctomycetes; Planctomycetacia; 


126 


126 


126 


1271016 1272493 Desul 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
192124 Bacteria_16S 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 18966 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
192124 Bacteria_16S 
aerofaciens strai 


126 


126 


126 


126 


126 


42 


42 


126 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


192124 Bacteria_16S 
geysericola strai 
geysericola Bacte 
192124 Bacteria_16S 
hydrothermalis st 
hydrothermalis Bacteria; 
192124 Bacteria_16S 


977906 977856 76 


1060497 1060455 4 


Deinococcus-Thermus; 
1232663 1232625 1 


126 


46 gi| 265678337 
Deinococci; Thermal 
39 gi|219878271 


gi 


gi 


gi 


gi 


gi 


n KMM 520 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


ain KMM 3548 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alte 


gi 


gi 


In04 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


gi 


n Tokyo 01 16S ribosomal RNA, partial 
Deltaproteobacteria; 


gi 


gi 


gi 


n JCM 10188 16S ribosomal RNA, partial 
aerofaciens Bacteria; Actinobacteria; 
Coriobacteriaceae; 
192124 Bacteria_16S 


Coriobacteridae; 


gi 


1204671 12061 
Coriobacteriales; 


gi 


n LS-293 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Actinobacteria; 
Rubrobacteraceae; 
192124 Bacteria_16S 
strain 961*00022/ 
Actinobacteria; 
192124 Bacteria_16S 
subtile strain F3 


Rubrobacteridae; 


gi 


98 16S ribosomal RNA, partial sequence 


Coriobacteriales; Coriobacterine 


gi 


95 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
192124 Bacteria_16S 
denticolens strai 
denticolens Bacte 
Parascardovia. 

192124 Bacteria_16S 
strain WSU 86/104 


Bifidobacteriales; 


gi 


n B 3028 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


complete sequence 


gi 


n GC-42 16S ribosomal RNA, partial sequence 
ria; Chloroflexi; Herpetosiphonales; Herpetosiph 


rain Tl 16S ribosomal RNA, partial sequence 


219846613 


219846519 


219846336 
38381 
Pis 
219846185 
40519 


219846065 


Altero 


219846064 


265678917 
Planctomy 


265678592 
68477 


219846400 
sequence 
Desulf 
219846399 


Desul 
219878267 


Desulfoba 
265678302 

sequence 
Coriobacte 
228715355 
Cori 
219857631 


Rubrobacte 


265679041 
33436 


265678834 
33475 
Bi 
265678833 
Bifidobac 


265678395 
97261 


265678392 


ref 


Suc 


ref 


ref 


ciri 
ref 


ref 


ref 


romo 


ref 


iS} 


ceta 


ref 


Des 
ref 


obac 
ref 

fone 

fone 


ref 


cter 
ref 


rial 


ref 


obac 


ref 


rale 


ref 


ae; 
ref 


fido 
ref 


teri 


ref 


ref 


onac 
ref 


es; 


schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


50 3445854 Succi 
ciniclasticum. 


36 3585946 Phasc 
Phascolarctobacterium. 


28 4053458 Pseud 
seudoalteromonadaceae; 


4213214 421471 
monadales; 


4214764 421626 


17606 219133 
Planctomycetaceae; 


59 Desulfococcus 


1109258 111072 


28 Collinsella 


2155131 215660 


34786 


7 974173 Waddli 


977181 978580 


1059624 106111 


NR_026205.1 


NR_026111.1 


NR_025926.1 


NR_025775.1 


NR_025655.1 


NR_025654.1 
nadales; 
NR_029225.1 


les; 


NR_028897.1 


4 686292 Desulf 


ulfobacterac 
NR_025991.1 


1269526 127096 


terales; Des 
NR_025990.1 


ma . 
NR_025406.1 


aceae; Desul 
NR_028604.1 


es; Coriobac 
NR_027527.1 
terineae; Co 
NR_025220.1 
s; Rubrobact 
NR_029349.1 
Atopob 


Coriobacteri 
NR_029139.1 


5 336267 Bifido 


bacteriaceae 
NR_029138.1 


336318 337835 


ales; Bifido 


NR_028697.1 


NR_028694.1 


eae; Herpeto 
NR_028639.1 


Thermaceae; 


ref 


NR_025410.1 


ma magnum Bacteria; 


Succiniclasticum 


niclasticum ruminis 


Phascolarctobacterium 


olarctobacterium faecium 


Thiomicrospira 


14 3839581 Thiomicrospira pelophila 
ckettsiaceae; 


Thiomicrospira. 
Pseudoalteromonas 


oalteromonas aliena 


Pseudoalteromonas 
3 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Planctomyces 
Planctomyces 


Desulfobacterium 

obacterium indolicum 

eae; Desulfobacterium. 
Desulfonema 

5 Desulfonema 

ulfobacteraceae; 


Desulfonema magnum DSM 
Proteobacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Collinsella 
0 Collinsella 
terineae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Rubrobacter 
6 Rubrobacter 
erineae; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Bifidobacterium 
bacterium subtile 
; Bifidobacterium. 
Parascardovia 
Parascardovia 
bacteriaceae; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Herpetosiphon 
Herpetosiphon 
siphon. 
Marinithermus 
6 Marinithermus 
Marinithermus. 
Bartonella 


1231844 1233289 Bartonella 


192124 Bacteria_16S 


strain E58 16S r 
Chlamydiae; Chla 


192124 Bacteria_16S 


scardovii strain 
scardovii Bacter 
Bifidobacterium. 


192124 Bacteria_16S 


strain 91-4 16S 
Proteobacteria; 


192124 Bacteria_16S 


strain IBS 193 1 
Proteobacteria; 


192124 Bacteria_16S 


strain C-29 16S 
Proteobacteria; 


192124 Bacteria_16S 


narugense strain 
Bacteria; Firmic 


192124 Bacteria_16S 


pneumoniae strai 
pneumoniae Bacte 


192124 Bacteria_16S 


africanus strain 
africanus Bacter 
Desulfovibrio. 


192124 Bacteria_16S 


strain IFO 13155 
Actinobacteria; 


192124 Bacteria_16S 


strain HAR-13 16 
Chlamydiae; Chla 


192124 Bacteria_16S 


strain SEBR 2582 
Proteobacteria; 


192124 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; 


1367204 1367154 76 126 
ibosomal RNA, complete sequence 
mydiales; Chlamydiaceae; Chlamydophila. 
1833304 1833266 4 42 gi 
CCUG 13008 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


gi 


B 


2295845 2295807 1 39 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Barto 
2297311 2297273 1 39 gi 
6S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Barto 
2549748 2549710 1 39 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Barto 
2739608 2739542 60 126 gi 
Na82 16S ribosomal RNA, partial sequen 
utes; Clostridia; Thermoanaerobacterale 
2982341 2982291 76 126 gi 
n TW-183 16S ribosomal RNA, partial seq 
ria; Chlamydiae; Chlamydiales; Chlamydi 
3242757 3242707 1 51 gi 
DSM 2603 16S ribosomal RNA, partial se 
ia; Proteobacteria; Deltaproteobacteria 


gi 


3746753 3746631 4 126 gi 
Stre 


gi 


Actinobacteridae; Actinomycetales; 
3895561 3895511 76 126 

S ribosomal RNA, complete sequence 
mydiales; Chlamydiaceae; Chlamydia. 
4066450 4066327 1 126 gi 


Deltaproteobacteria; Desulfovibrionales 


192124 Bacteria_16S 


192124 Bacteria_16S 


joergensenii Bacteria; 
Desulfospira. 
192124 Bacteria_16S 
strain SEBR 7054 
Thermotogae; 
192124 Bacteria_16S 


vibrioformis Bacteria; 
Desulfobacter. 
192124 Bacteria_16S 


Thermotogae; 


228718799 


1366379 13679 


219878313 
sequence 


219857533 


2295034 22964 


nellaceae; 
219857532 


2296489 22979 


nellaceae; 
219857344 


2548929 25503 


nellaceae; 
219857161 
ce 27388 
Ss; 
219846935 
uence 

aceae; Chl 
219846759 
quence 


219846403 


16S ribosomal RNA, partial sequence 3745947 37473 
ptosporangineae; 


219846298 


3894733 38962 


219846175 


16S ribosomal RNA, partial sequence 4065569 40669 
; Desulfovibrionaceae; 


4086237 4086115 1 122 gi|219846162 
ribosomal RNA, partial sequence 4085324 40868 
Clostridia; Clostridiales; Syntrophomonadaceae; Syntr 
4108667 4108629 1 39 gi|219846146 
strain A828 16S ribosomal RNA, partial sequence 4107869 41092 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
77896 77859 81 118 gi| 265679012 
joergensenii strain B331 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desul 
247498 247453 81 126 gi| 265678897 
16S ribosomal RNA, partial sequence 246697 24821 
Thermotogales; Thermotogaceae; Thermotoga. 
283632 283595 81 118 gi| 265678871 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 
Proteobacteria; Deltaproteobacteria; Desul 
330779 330738 81 122 gi| 265678840 
strain CC-1 16S ribosomal RNA, partial sequence 329993 33159 
Thermotogales; Thermotogaceae; Geotoga. 
451452 451407 81 126 gi| 265678753 


192124 Bacteria_16S 
strain Met-12 16S 
Thermotogae; 
192124 Bacteria_16S 
strain DV1140 16S 
Thermotogae; 
192124 Bacteria_16S 


Thermotogae; 
192124 Bacteria_16S 
strain MV1075 16S 
Thermotogae; 
192124 Bacteria_16S 


614454 614409 81 126 gi 

strain SL24 16S ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Petrotoga. 
670520 670475 81 126 gi 


ribosomal RNA, partia 
Thermotogales; 


ribosomal RNA, partia 
Thermotogales; 


ribosomal RNA, partia 
Thermotogales; 


505156 505111 81 


676695 676650 81 


Thermotogaceae; 


1 sequence 
Petrotoga. 


126 


1 sequence 
Thermotogaceae; Thermosipho 


1 sequence 
Thermotogaceae; Marinitoga. 


126 


strain NGA 16S ribosomal RNA, partial sequence 


Synergistetes; 
192124 Bacteria_16S 


strain NVI 88/478 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 


Synergistia; 


711041 711012 93 


Synergistales; 


Synergistace 


122 


450666 45216 


gi 


265678715 


504361 50587 


265678642 


613678 61515 


265678602 


669757 67122 


gi 


265678598 


675861 67745 


ae; Anaero 


gi 


partial sequence 
Alteromonadales; Moritellaceae; Moritella. 


265678575 


ifidobacteriales; 


Thermodesulfobiaceae; 


; Desulfovibrionales; 


ref|NR_027576.1 
26 Chlamydophila 


ref|NR_025452.1 

1832458 183383 
Bifidoba 
ref|NR_025121.1 


Bartonella. 
ref|NR_025120.1 


Bartonella. 
ref|NR_024932.1 


Bartonella. 
ref|NR_024789.1 
10 2740172 Thermo 
T 
ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026351.1 
3241884 324339 
Desu 
ref|NR_025994.1 
Streptosp 


ref|NR_025888.1 


ref|NR_025765.1 
84 Desulfovibrio 
Des 
NR_025752.1 


ref 


ophomonas. 


ref 


ref 


ref 


ref 


77090 
fobacterales; 


NR_025736.1 


NR_029320.1 
78536 
De 


NR_029205.1 


NR_029177.1 


282818 284333 


ref 


ref 


ref 


ref 


ref 


ref 


bacu 
ref 


fobacterales; 


De 


NR_029145.1 


NR_029058.1 


NR_029020.1 


NR_028947.1 


NR_028907.1 


NR_028903.1 


6 Anaerobaculum 


lum. 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Bifidobacterium 
7 Bifidobacterium 


cteriaceae; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 

Chlamydophila 
5 Chlamydophila 


Desulfovibrio 
3 Desulfovibrio 


lfovibrionaceae; 


Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 
Bartonella. 


Desulfospira 
Desulfospira 
sulfobacteraceae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Anaerobaculum mobile 
mobile Bacteria; 


NR_028880.1 


Moritella viscosa 


710239 711741 Moritella viscosa Bacteria; 


192124 Bacteria_16S 
conservatrix stra 
conservatrix Bact 


Desulforegula. 


192124 Bacteria_16S 


strain LSv21 16S 
Proteobacteria; 


oceanense strain 
Bacteria; 


strain PSv29 16S 
Proteobacteria; 


strain DB21MT-5 1 
Proteobacteria; 


moniliformis DSM 
DSM 


strain EX-H1 16S 


Aquificae; Aquifi 
192124 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


192124 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


192124 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


192124 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


192124 Bacteria_16S 


strain s840-96-2 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; H 

192124 Bacteria_16S 1497525 1497492 93 126 gi|219846665|ref|NR_026257.1 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complet 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Fir 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

192124 Bacteria_16S 1544430 1544397 93 126 gi| 219857262 |ref|NR_024893.1 


strain KMM 426 16 
Bacteroidetes; Fl 


192124 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


192124 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


192124 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 


Pseudoalteromonas. 
192124 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


192124 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


192124 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


192124 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


192124 Bacteria_16S 


strain 2693 16S r 


D 
192124 Bacteria_16S 


Proteob 
192124 Bacteria_16S 


D 
192124 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
192124 Bacteria_16S 


G 
192124 Bacteria_16S 


12112 Bacteri 
192124 Bacteria_16S 


853648 853603 81 
in Mb1Pa 16S ribosomal 
eria; Proteobacteria; 


126 gi 
RNA, partial se 
Deltaproteobacte 


922506 922461 81 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
924076 924031 81 126 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
925620 925575 81 126 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
1060413 1060380 93 126 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1111572 1111543 93 122 gi 


126 gi 


i; 


1156941 1156896 81 126 gi 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1191716 1191671 81 126 gi 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; 
1289749 1289704 81 

6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1335437 1335400 89 126 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1394348 1394303 81 126 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1395904 1395859 81 126 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1418420 1418375 81 126 gi 


ne 


Persephonell 


126 gi 
Coriob 
gi 


S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 

1566730 1566685 81 126 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 
1614056 1614011 81 126 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
1754238 1754205 93 126 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


Flavobact 


gi 


ri 


id 


eq 
ia 


1813343 1813298 81 126 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
1880419 1880382 81 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
1916730 1916685 81 126 gi 
16S ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 
1929058 1929029 93 122 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 


gi 


Petrotoga. 

118 gi 
ue 
le 


or 


265678477 
quence 
ria; 


265678430 
921679 92319 
Desulfoba 
265678429 
nce 
acterales; 
265678428 
924822 92631 
Desulfoba 
265678337 
uence 


265678301 
6S ribosomal RNA, partial sequence 1110771 11122 
ammaproteobacteria; Alteromonadales; Moritellace 
228721492 
bacteriace 
228715750 
1190944 11924 


219846501 
complete sequence 1289055 12904 


228721489 
1334683 13361 


228715897 
1393543 13950 


228715882 
1395106 13965 


224581446 
16S ribosomal RNA, partial sequence 1417633 14190 


1543657 15451 


219846058 
1565947 15674 


219878467 


219878370 


219878327 
1812567 18140 


219878279 


219878250 


219878242 
1928261 19297 


ref|NR_028780.1 

852834 854357 
Desulfobacterales; 
ref|NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028730.1 


92324 


cteraceae; Desul 
ref |NR_028639.1 

1059624 106111 
Thermaceae; 
NR_028602.1 


Thermales; 


ref 


ae; Moritella. 
ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref |NR_027538.1 
06 Persephonella 


e 11561 


a. 
ref|NR_026093.1 
Coriobacteri 
NR_027612.1 


acterineae; 


ref 
ref|NR_027542.1 
ref 


NR_027541.1 


ref |NR_027228.1 


, Ar 
ref 


enibacter. 
NR_025648.1 


eriaceae 


chia. 
ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025509.1 

1753455 175495 
monadales; Pseud 


16132 
iales Fa 


uence 
Altero 


v 


ref |NR_025466.1 


ref|NR_025418.1 
1879598 188113 
onellaceae; Prop 
ref|NR_025389.1 
11 1917433 Thermo 


nce 
s; Veill 
19159 


ref |NR_025381.1 


itellaceae; Moritella. 


De 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Marinithermus 

6 Marinithermus 

Marinithermus. 

Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Streptobacillus 
obacillus moniliformis 
lus. 

Persephonella marina 
marina EX-H1 Bacteria; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Halanaerobium 

e sequence 1496733 

micutes; Clostridia; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Leptotrichia shahii 


31 Leptotrichia shahii Bacteria; 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Pseudoalteromonas 

9 Pseudoalteromonas 
oalteromonadaceae; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Propionispora 

1 Propionispora 
ionispora. 

Thermosipho geolei 
sipho geolei Bacteria; 


Moritella profunda 


62 Moritella profunda Bacteria; 


1930594 1930565 93 122 gi 
ibosomal RNA, partial sequence 


219878241 
1929813 1931309 Moritella abyssi Bacteria; 


ref|NR_025380.1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


Moritella abyssi 


192124 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


192124 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


192124 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


192124 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


192124 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


192124 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


192124 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


192124 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


192124 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


192124 Bacteria_16S 


saccharolyticum s 


Halanaerobiales; 


192124 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


192124 Bacteria_16S 


congolense strain 
congolense Bacter 


192124 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


192124 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


192124 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


192124 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; G 


192124 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum 


192124 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


192124 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


192124 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 
Desulfatibacillum 


192124 Bacteria_16S 


actinomycetemcomi 


Pasteurellales; P 


Halanaerobium saccharolyticum subsp. 


Halanaerobium. 
126 


Halanaerobiaceae; 
3451355 3451310 81 gi 
motogales; Thermotogaceae; Thermotoga. 
3676538 3676505 93 126 gi 
SEBR 4224 16S ribosomal RNA, partial 

ia; Firmicutes; Clostridia; Halanaerob 
3778380 3778335 81 126 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
3797912 3797883 93 122 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3841945 3841912 93 126 gi 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
3952644 3952615 93 122 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
4027011 4026966 81 126 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


4093670 4093637 93 126 gi 
Flavoba 


gi 


avobacteria; Flavobacteriales; 
4095210 4095165 81 126 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
4165460 4165415 81 126 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Deltaproteob 
292836 292788 78 126 gi 
tans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 


asteurellaceae; Aggregatibacter. 


192124 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


192124 Bacteria_16S 


strain CBS 107.95 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


1241725 1241681 82 126 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1262614 1262566 78 126 gi 
16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 3450571 34520 


3777587 37790 


3797117 37986 


3951843 39533 


6S ribosomal RNA, partial sequence 4092900 40943 


4094388 40957 


219846609 


219846453 
sequence 

iales; Hal 
219846378 


219846364 


ciricketts 
219846334 
nce 38411 
naerobiace 
219846257 


oritellace 
219846205 
equence 

ria; Desul 


219846157 


cteriaceae 
219846156 


Desulfoba 
219846104 
al sequenc 
acteria; D 


265678865 
RNA, part 


219878120 
1 sequence 
genotherma 


ref|NR_026201.1 


ref |NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref|NR_025969.1 


ref|NR_025955.1 
iaceae; Cyclocla 
ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiuw 
ref|NR_025847.1 


ae; Moritella. 
ref|NR_025795.1 

4026183 402770 
fobacterales; De 


ref|NR_025747.1 


, Ar 
ref 


enibacter. 
NR_025746.1 


cteraceae; Desul 
ref|NR_025694.1 
e 4164674 416611 
esulfobacterales 


ref 
ial 


NR_029171.1 
sequence 


ref|NR_025259.1 
1240965 124241 
ceae; Sulfurihyd 


219846681 


2011691 2011654 81 118 gi|219878188|ref|NR_025327.1| Planctomyces maris 
ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

2051114 2051077 81 118 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
6S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
ridia; Clostridiales; Veillonellaceae; Anaerosinus. 

2268534 2268489 81 126 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
osomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

2641835 2641806 93 122 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
6S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

2727614 2727569 81 126 gi|219857169|ref|NR_024797.1| Persephonella 
rain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
cteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

2828164 2828119 81 126 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 
ibosomal RNA, partial sequence 2827347 2828849 Thermosipho japonicus Bacteria; 
motogales; Thermotogaceae; Thermosipho. 

2841854 2841821 93 126 gi|219856896|ref|NR_024715.1| Halanaerobium 

R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
tes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

3112306 3112269 81 118 gi|219846847|ref|NR_026439.1| Desulfobacter 
11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 

3233519 3233474 81 126 gi|219846765|ref|NR_026357.1| Parachlamydia 
ain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

3376319 3376286 93 126 gi|219846666|ref|NR_026258.1| Halanaerobium 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Halanaerobium 

erobium lacurosei 

m. 

Moritella japonica 


48 Moritella japonica Bacteria; 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Desulfatibacillum 

9 Desulfatibacillum 

; Desulfobacteraceae; 
Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 


ref |NR_026273.1 


Dietzia natronolimnaea 


1261851 1263306 Dietzia natronolimnaea 


D 


ietziaceae; Dietzia. 


192124 Bacteria_16S 2354635 2354587 78 126 gi| 219857491 |ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 

192124 Bacteria_16S 2689974 2689930 82 126 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

192124 Bacteria_16S 2767794 2767746 78 126 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

192124 Bacteria_16S 3018805 3018765 4 44 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

192124 Bacteria_16S 3020328 3020288 4 44 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

192124 Bacteria_16S 3864668 3864624 81 125 gi|219846319|ref|NR_025909.1| Alistipes putredinis 
strain ATCC 29800 16S ribosomal RNA, partial sequence 3863852 3865319 Alistipes putredinis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 

192124 Bacteria_16S 3878525 3878485 4 44 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

192124 Bacteria_16S 262486 262363 4 126 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

192124 Bacteria_16S 623520 623401 4 122 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

192124 Bacteria_16S 765285 765162 4 126 gi| 265678536 |ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

192124 Bacteria_16S 858421 858299 1 126 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
192124 Bacteria_16S 1090517 1090394 4 126 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

192124 Bacteria_16S 1099486 1099363 4 126 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

192124 Bacteria_16S 1107054 1106931 4 126 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

192124 Bacteria_16S 1164623 1164500 4 126 gi|228720667|ref|NR_027596.1| Mitsuokella multacida 


DSM 


Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
192124 Bacteria_16S 1204011 1203892 4 126 gi| 228715356 |ref|NR_027528.1 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collin 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterine 
Collinsella. 
192124 Bacteria_16S 2084829 2084794 1 36 gi|219878133|ref|NR_025272.1 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 20854 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
192124 Bacteria_16S 2752838 2752715 4 126 gi|219857151|ref|NR_024779.1 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 275344 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptospo 
Streptosporangiaceae; Planomonospora. 
192124 Bacteria_16S 2754334 2754211 4 126 gi|219857150|ref|NR_024778.1 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27549 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Planomonospora. 
192124 Bacteria_16S 2822159 2822036 4 126 gi|219856909|ref|NR_024730.1 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequen 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; 
Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
192124 Bacteria_16S 2938379 2938256 4 126 gi|219856831|ref|NR_024650.1 
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rangineae; 
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39 Planomonospora alba Bacteria; 
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cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 
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192124 Bacteria_ 
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strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 
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artial seque 


Cc 


is. 
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bium etli Bacter 
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19177 
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Desulfurella 
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Desulfurella 
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Desulfurella. 
Desulfurella 
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Halanaerobacter 

0 Halanaerobacter 

Halanaerobacter. 
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Actinomadura meyerae 


’ 


meyerae Bacteria; 


osporaceae; 


Bifidobacterium 


192124 Bacteria_16S 62973 62935 1 39 gi| 265679022 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
192124 Bacteria_16S 85428 85382 4 50 gi| 265679006 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RN 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiops 
192124 Bacteria_16S 97620 97575 81 126 gi| 265678998 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desu 
Desulfocapsa. 
192124 Bacteria_16S 260963 260925 1 39 gi| 265678887 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
192124 Bacteria_16S 273054 273016 1 39 gi| 265678878 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizo 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
192124 Bacteria_16S 318583 318545 1 39 gi| 265678848 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequen 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 338751 338713 4 42 gi| 265678832 
saeculare strain RA161 16S ribosomal RNA, partial sequence 33788 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bi 
192124 Bacteria_16S 362601 362551 1 51 gi| 265678813 
strain B7-43 16S ribosomal RNA, partial sequence 361716 36321 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfov 
192124 Bacteria_16S 405185 405139 4 50 gi| 265678785 
strain A288 16S ribosomal RNA, partial sequence 404351 40583 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 
192124 Bacteria_16S 442378 442340 4 42 gi| 265678760 


psychraerophilum 


strain T16 16S ribosomal RNA, partial sequence 


ref|NR_029065.1 
441527 442954 


Bifidobacterium 


psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 


Bifidobacterium. 
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192124 Bacteria_16S 1529172 1529126 4 50 gi| 219857434 


strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinoallomurus. 

192124 Bacteria_16S 1530680 1530634 4 50 gi| 219857433 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinomadura. 

192124 Bacteria_16S 1535215 1535169 4 50 gi| 219857414 
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eae; Ochrobactrum. 
Rhizobium loessense 
ium loessense Bacteria; 
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Streptosporangium 
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37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Deferribacter 

3 Deferribacter 

eferribacter. 
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exhalans Bacteria; 


saceae; Nocardiopsis. 
Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 
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9 Nocardiopsis 
sporangineae; 


ref|NR_025157.1 


Rhizobium indigoferae 


2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 


192124 Bacteria_16S 2333649 2333603 4 


xinjiangensis strain YIM 90004 16S ribosomal RNA, parti 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 
192124 Bacteria_16S 2401773 2401727 4 


kunsanensis strain HA-9T 16S ribosomal RNA, partial seq 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 
192124 Bacteria_16S 2512441 2512395 4 
strain VKM Ac-145 


192124 Bacteria_16S 2519992 2519871 4 


ATCC 700122 16S ribosomal RNA, partial sequence 
Coriobacteriales; 


Actinobacteria; Coriobacteridae; 
192124 Bacteria_16S 2721552 27215141 


lithotrophicum strain 42BKT 16S ribosomal RNA, partial 


7 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


50 gi 


50 gi 


Actinomycetales; Strepto 
50 gi|219857369|ref|NR_024957.1 
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Coriob 
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sequence 2332775 23342 
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219857459 
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lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; 


192124 Bacteria_16S 2751344 2751298 4 


50 gi 


219857152 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Microtetraspora. 
192124 Bacteria_16S 3076303 3076265 1 
strain ORS 992 16 


S ribosomal RNA, partial sequence 


39 gi 


219846871 
3075492 30769 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


192124 Bacteria_16S 
strain DSM 43067 


3254714 3254668 4 


Actinomadura. 


192124 Bacteria_16S 3256220 3256174 4 


lucentensis strain DSM 44048 16S ribosomal RNA, partial 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 
192124 Bacteria_16S 3257733 3257687 4 
strain DSM 40297 


192124 Bacteria_16S 3259245 3259199 4 


192124 Bacteria_16S 
dassonvillei subsp. 
Nocardiopsis dassonvillei subsp. 
Actinomycetales; 
192124 Bacteria_16S 


3260755 3260709 4 


3367336 3367290 4 


longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
192124 Bacteria_16S 


Streptosporangium. 
3370332 3370286 4 


carneum Bacteria; 
Streptosporangiaceae; 
192124 Bacteria_16S 

album strain DSM 


Streptosporangium. 
3371831 3371785 4 


Streptosporangium. 


192124 Bacteria_16S 3424645 3424600 81 


carrageenovora strain ATCC 12662 16S ribosomal RNA, parti 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonas. 


Pseudoalteromonadaceae; 
192124 Bacteria_16S 3577708 3577670 1 

capsulatus strain 216 16S ribosomal RNA, 
Bacteria; 
192124 Bacteria_16S 
aggregatus strain 


3579172 35791341 


aggregatus Bacteria; Proteobacteria; Alphaproteobacteri 


192124 Bacteria_16S 
strain LMG 7837 1 


3603807 3603769 1 


Sinorhizobium. 
192124 Bacteria_16S 
strain USDA 1844 


3646057 3646019 1 


192124 Bacteria_16S 3724854 3724808 4 


albirubida strain DSM 40465 16S ribos 


Streptosporangineae; Nocardiopsaceae; 


43023 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Proteobacteria; Alphaproteobacteria; Rhizobia 


IFAM 1003 16S ribosomal RNA, partial 


50 gi 


Strept 
50 


gi 
s 


50 gi 
Strept 
50 gi 
Strept 


50 gi 
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219857364 
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acterineae; 
219857174 
sequence 


Actinomyceta 


osporangineae; 


osporangineae; 
219846748 
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Actinobacteria; Actinobacteridae; Actinomycetales; osporangineae; 
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omal RNA, 


ref|NR_025095.1 


9 
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ref|NR_024952.1 
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ref|NR_024802.1 
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ref |NR_024780.1 
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Rhizobium/Agrobac 
ref |NR_026343.1 
21 Actinomadura 
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Streptos 


ref |NR_026341.1 
45 Nocardiopsis 
Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
Nocardiop 
NR_026339.1 
partial sequen 


ref 


Nocardiopsis 
9 Nocardiopsis 


Streptosporangineae; 


Nocardiopsis 
2 Nocardiopsis 


sporangineae; 


Nocardiopsis tropica 


92 2513043 Nocardiopsis tropica Bacteria; 
Nocardiop 


saceae; Nocardiopsis. 
Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Sulfurovum 
0 Sulfurovum 


Microtetraspora 
9 Microtetraspora 


sporangineae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Actinomadura madurae 
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Thermomonosporaceae; 


Nocardiopsis 
2 Nocardiopsis 
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Nocardiopsis listeri 
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saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 
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Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


No 
50 gi 
s 


50 gi 


50 gi 
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carneum strain DSM 44125 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Actin 


nce 


219846669 
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e 


6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


es; Streptosporangineae; 

126 gi|219846628|ref|NR_026220.1 
al sequence 342386 

39 gi|219846524|ref|NR_026116.1 
complete sequence 3576905 3578325 Blasto 
les; Bradyrhizobiaceae; Bl 

39 gi| 219846523 |ref|NR_026115.1 
sequence 3578376 357978 

a; Rhizobiales; Bradyrhizo 

39 gi|219846504|ref|NR_026096.1 
32 Sinorhizobium 

aceae; Sinorhizobium/Ens 

39 gi|219846474|ref|NR_026066.1 
aceae; Rhizobium/Agrobac 

50 gi|219846418|ref|NR_026009.1 


verrucosospora strain A-184 16S ribosomal RNA, partial sequence 
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219846672 
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Actinomycetales; 


omycetales; 


is. 
NR_026264.1 
3366504 336795 
Streptos 


ref|NR_026262.1 
3369499 337094 
Streptospora 


ref|NR_026261.1 
99 3372445 Strept 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Pseudoalteromonas 
1 3425283 


Blastobacter 

bacter capsulatus 
astobacter. 
Blastobacter 

9 Blastobacter 
biaceae; Blastobacter. 
Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 


3724040 372545 


Actinomadura 
0 Actinomadura 


verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporace 


192124 Bacteria_16S 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


192124 Bacteria_16S 


strain FD 25934 1 
Actinobacteria; A 
Actinomadura. 


192124 Bacteria_16S 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


192124 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


192124 Bacteria_16S 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


192124 Bacteria_16S 


strain IFO 14525 
Actinobacteria; A 


192124 Bacteria_16S 


strain IFO 14345 
Actinobacteria; A 


192124 Bacteria_16S 


strain IFO 14094 
Actinobacteria; A 


192124 Bacteria_16S 


strain 104 16S r 
Actinobacteria; A 


192124 Bacteria_16S 


strain IFO 14745 
Actinobacteria; A 


192124 Bacteria_16S 


strain YIM 90010 
Actinobacteria; A 


192124 Bacteria_16S 


umidischolae stra 
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Nocardiopsaceae; 


192124 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


192124 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


192124 Bacteria_16S 


strain R18 16S ri 
Proteobacteria; A 


192124 Bacteria_16S 


strain M6 16S rib 
Proteobacteria; A 


192124 Bacteria_16S 


strain V2 16S rib 
Proteobacteria; A 


192124 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


192124 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


192124 Bacteria_16S 


ae; Actinomadura. 
3726315 3726269 4 50 gi 
ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Actinomadura. 

3727768 3727722 4 


al 
e; 


50 gi 


ctinobacteridae; Actinomycetales; Strept 
3729222 3729176 4 50 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 
3730677 3730631 4 50 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
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3733596 3733550 4 50 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 
3737972 3737926 4 


1 
id 


se 
Ac 


eq 


v 
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Stre 
gi 
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pt 


Stre 
gi 
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pt 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3745292 3745170 4 126 
ibosomal RNA, partial sequence 
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pt 
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gi 


pt 
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gi 
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4061814 4061768 4 50 


pt 
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219846417 


ne 
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Actin 
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83 


osporang 
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ae; Ac 


ce 
ti 
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osporang 
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Strep 
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ineae; Thermomon 
ref|NR_026006.1 
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3732782 373419 
cetales; Strepto 


ref|NR_026000.1 
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6 Actinomadura 


osporangineae; 
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macra Bacteria; 


osporaceae; 


Actinomadura 
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NR_025999.1 
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40 Nonomuraea polychroma Bacteria; 
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e; Streptosp 
NR_025996.1 
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34 Nonomuraea ferruginea Bacteria; 
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ref 


e; Streptosp 
NR_025995.1 


orangiaceae; Nonomuraea. 
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96 Nonomuraea fastidiosa Bacteria; 
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e; Streptosp 
NR_025993.1 


orangiaceae; Nonomuraea. 
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e; Streptosp 
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4216320 421777 
cetales; Strepto 
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2 Nocardiopsis 
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Legionella erythra Bacteria; 
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egionella. 
NR_029368.1 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


tonella. 
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Bar 
ref 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


tonella. 
NR_029366.1 


Bar 
ref 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Bartonella. 
ref|NR_029365.1 

10291 Pseudo 
seudoalteromonad 


ref |NR_029364.1 
10342 11910 
ulfovibrionales 


’ 


ref |NR_029358.1 


ctinobacteridae; Actinomycetales; Streptosporang 

4217161 4217115 4 50 gi| 219846063 
in 66/93 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
Nocardiopsis. 

4218646 4218600 4 50 gi| 219846062 
in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
ae; Actinomadura. 

3854 3821 93 126 gi| 265679061 
16S ribosomal RNA, partial sequence 3080 4533 
ammaproteobacteria; Legionellales; Legionellacea 

5322 5289 93 126 gi| 265679060 
bosomal RNA, partial sequence 4584 5982 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 

6784 6751 93 126 gi| 265679059 
osomal RNA, partial sequence 6033 7437 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 

8241 8208 93 126 gi| 265679058 
osomal RNA, partial sequence 7488 8910 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 

9699 9666 93 126 gi| 265679057 
2 16S ribosomal RNA, partial sequence 8961 
acteria; Gammaproteobacteria; Alteromonadales; P 

11123 11090 93 126 gi| 265679056 
rain 16910a 16S ribosomal RNA, complete sequence 
cteria; Proteobacteria; Deltaproteobacteria; Des 

20411 20378 93 126 gi| 265679050 


multivorans strain Struelens 16S ribosomal RNA, partial sequence 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
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Pseudoalteromonas 
alteromonas tunicata 
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Desulfovibrio 
Desulfovibrio 


Desulfovibrionaceae; 


Burkholderia 


19628 21106 


Burkholderia 


192124 Bacteria_16S 23456 23423 93 126 gi| 265679048 |ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 26521 26488 93 126 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 37096 37063 93 126 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

192124 Bacteria_16S 38499 38466 93 126 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

192124 Bacteria_16S 41586 41553 93 126 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 47614 47581 93 126 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

192124 Bacteria_16S 52303 52270 93 126 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

192124 Bacteria_16S 56843 56810 93 126 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

192124 Bacteria_16S 58344 58311 93 126 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

192124 Bacteria_16S 59861 59828 93 126 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 61409 61376 93 126 gi|265679023|ref|NR_029331.1]| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 62882 62849 93 126 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
192124 Bacteria_16S 64387 64354 93 126 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

192124 Bacteria_16S 67416 67383 93 126 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

192124 Bacteria_16S 75021 74988 93 126 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

192124 Bacteria_16S 76396 76363 93 126 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

192124 Bacteria_16S 79294 79261 93 126 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

192124 Bacteria_16S 80796 80763 93 126 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

192124 Bacteria_16S 89813 89780 93 126 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

192124 Bacteria_16S 99116 99083 93 126 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 


Bacteria; 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


192124 Bacteria_16S 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 
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Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
192124 Bacteria_16S 
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gi 


tes; Clostridia; Thermoanaerobacterale 


Paenibacillace 
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ial sequen 
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Ss; 


Desulfobulbaceae; 
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Desulfobulbus. 
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Aneurinibacillus 


llus group; 


Thermoanaerobacter 


104486 105949 Thermoanaerobacter wiegelii 
Thermoanaerobacteraceae; 


Thermoanaerobacter. 


192124 Bacteria_16S 111283 111250 93 126 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 


strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
192124 Bacteria_16S 112843 112810 93 126 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 


strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 


192124 Bacteria_16S 114441 114408 93 126 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

192124 Bacteria_16S 122166 122133 93 126 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 


192124 Bacteria_16S 125130 125097 93 126 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

192124 Bacteria_16S 128168 128135 93 126 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
192124 Bacteria_16S 131167 131134 93 126 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 

Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


192124 Bacteria_16S 132755 132722 93 126 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

192124 Bacteria_16S 146366 146333 93 126 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

192124 Bacteria_16S 153954 153921 93 126 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

192124 Bacteria_16S 157081 157048 93 126 gi|265678958|ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

192124 Bacteria_16S 161626 161593 93 126 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 167850 167817 93 126 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 


1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


192124 Bacteria_16S 169374 169341 93 126 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 170850 170817 93 126 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 172360 172327 93 126 gi| 265678948 |ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 173868 173835 93 126 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

192124 Bacteria_16S 175376 175343 93 126 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 


strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


192124 Bacteria_16S 176862 176829 93 126 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

192124 Bacteria_16S 178370 178337 93 126 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

192124 Bacteria_16S 179849 179816 93 126 gi| 265678943 |ref|NR_029251.1| Methylococcus 


thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 


192124 Bacteria_16S 184450 184417 93 126 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 187571 187538 93 126 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 


collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


192124 Bacteria_16S 
strain BG8 16S ri 
Proteobacteria; G 
192124 Bacteria_16S 
whittenburyi stra 


190643 190610 93 126 
bosomal RNA, partial sequence 


193663 193630 93 126 


Methylococcaceae; Methylobacter. 

192124 Bacteria_16S 195175 195142 93 
capsulatus strain 
Bacteria; Proteob 
192124 Bacteria_16S 
strain A30 16S ri 
Proteobacteria; G 
192124 Bacteria_16S 
acetylenicus stra 


126 
196684 196651 93 126 
bosomal RNA, partial sequence 


199783 199750 93 126 


acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuro 
Pelobacter. 
192124 Bacteria_16S 201382 201341 81 122 gi|265678929|ref 


strain 22 16S rib 
Firmicutes; Clost 
192124 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 
Coprothermobacter 
192124 Bacteria_16S 206036 206003 93 126 
equigenitalis strain N480/82 16S ribosomal RNA, 
equigenitalis Bacteria; Proteobacteria; 
192124 Bacteria_16S 207574 207541 93 
argentinense stra 
argentinense Bacteria; Firmicutes; Clostridia; 
192124 Bacteria_16S 210680 210647 93 126 
beijerinckii strain McCoyA 67 16S ribosomal RNA, 
beijerinckii Bacteria; Firmicutes; Clostridia; 
192124 Bacteria_16S 213821 213788 93 126 
strain 40 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospiri 
192124 Bacteria_16S 219987 219954 93 126 
kaustophilus strain BD 53 16S ribosomal RNA, par 
kaustophilus Bacteria; Firmicutes; Bacillales; B 
192124 Bacteria_16S 221434 221386 78 126 
genavense strain 2289 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Acti 
Mycobacterium. 
192124 Bacteria_16S 
strain 40 16S rib 
Proteobacteria; G 
192124 Bacteria_16S 
strain DSM 20475 
Firmicutes; Clostridia; Clostridiales; Peptococc 
192124 Bacteria_16S 233468 233435 93 126 
sphaeroides strain 2.4.1 16S ribosomal RNA, part 
sphaeroides Bacteria; Proteobacteria; Alphaprote 
Rhodobacter. 
192124 Bacteria_16S 


osomal RNA, partial sequence 
ridia; Clostridiales; 
202876 202831 81 126 


teria; Firmicutes; Clostridia; 


126 


222962 222929 93 

osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales 
224465 224432 93 126 


126 


234990 234957 93 126 
strain C4D1M 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderia 
192124 Bacteria_16S 236626 236593 93 126 
phenazinium strain A 1 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Betaproteobacteria; Bu 
192124 Bacteria_16S 238208 238175 93 126 
strain P 1-22-1 1 
Proteobacteria; Betaproteobacteria; Burkholderia 
192124 Bacteria_16S 239757 239724 93 126 
pyrrocinia strain 2327 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Betaproteobacteria; Bu 
Burkholderia cepacia complex. 

192124 Bacteria_16S 241343 241310 93 126 
strain 717 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderia 
complex. 
192124 Bacteria_16S 


249063 249030 93 126 


Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 


in WoAcyl 16S ribosomal RNA, partial s 


Clostridiales Fa 


ain BT 16S ribosomal RNA, partial sequ 


Betaproteobacte 


in ATCC 27322 16S ribosomal RNA, parti 
Clostrid 


Clostrid 


gi 


265678936 


189853 19130 


ammaproteobacteria; Methylococcales; M 


gi 


in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


gi 


gi 


265678934 


265678933 
ence 19438 
occales; 
265678932 


195893 19735 


ammaproteobacteria; Methylococcales; M 


gi 


265678930 
equence 


200572 20203 


gi 
Thermoa 


gi 
partial 


gi 
gi 
partia 


gi 


mily XI. I 
265678928 
ence 20208 


265678926 
sequence 
ria; 
265678924 
al sequenc 
iales; 
265678922 


iales; 
265678920 


213019 21448 


llales; 
gi 
tial se 
acillac 
gi 
sequen 
nomycet 


gi 


222148 223 


3 Vibri 
gi 
aceae; 
gi 
ial seq 
obacter 


gi 


Marinomon 
265678916 
quence 
eae; Geoba 
265678915 
ce 22065 
ales; Cory 


265678914 

63 
onaceae; 
265678913 


16S ribosomal RNA, partial sequence 223682 22507 


Peptococcu 
265678907 
uence 

ia; Rhodob 


265678905 


234235 23583 


les; Bu 

gi 
1 seque 
rkholde 


gi 


les; Bu 

gi 
1 seque 
rkholde 


gi 


rkholderia 
265678904 
nce 23588 
riales; Bu 
265678903 


6S ribosomal RNA, partial sequence 237457 23896 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 


240595 24207 


les; Bu 


rkholderia 


gi 


265678896 


ethylococc 


NA, partia 


M 


ethylococc 


naerobacte 


Burkh 


Clo 


1 sequence 
Clo 


Vv 


ref 


ref 


ref 


ref 


ref 


ncer 
ref 


rale 


ref 


olde 
ref 


stri 
ref 


stri 
ref 


as. 
ref 


ND 


oil 
ref 


neba 


ref 


ibri 
ref 


s. 
ref 


acte 


ref 


ceae 
ref 


rkho 
ref 


ceae 
ref 


rkho 


ref 


1 se 


5 195842 Methy 
ethy 


198985 20052 


7 203611 Copro 


205252 20675 


e 206801 20830 


209908 21141 


19184 22060 


9 222097 Mycob 


232719 23418 


4 Burkholderia 


5 237406 Burkho 


7 240544 Burkh 


2 Burkholderia 
ceae; 


NR_029244.1 


e; Methylomi 
NR_029242.1 
quence 


NR_029241.1 
1 


lococcaceae; 
NR_029240.1 


e; Methylomi 
NR_029238.1 
1 
monadales; P 
NR_029237.1 


tae Sedis; H 
NR_029236.1 
te. 
s; Thermodes 
NR_029234.1 
0 
riales; Alca 
NR_029232.1 
4 
diaceae; Clo 
NR_029230.1 
0 
diaceae; Clo 
NR_029228.1 


NR_029224.1 
8 
us. 
NR_029223.1 
a 
cterineae; M 
NR_029222.1 


oO. 
NR_029221.1 


NR_029215.1 
4 
Oo. 


rales; Rhod 


NR_029213.1 


; Burkholder 
NR_029212.1 


lderiaceae; 
NR_029211.1 
; Burkholder 
NR_029210.1 
° 
lderiaceae; 


NR_029209.1 
Burkholde 


H r 


ref 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 
acea 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 
acea 


crobium. 
Pelobacter 
Pelobacter 

elobacteraceae; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Coprothermobacter 

hermobacter 

ulfobiaceae; 


Taylorella 
Taylorella 
ligenaceae; Taylorella. 
Clostridium 
Clostridium 
stridium. 
Clostridium 
Clostridium 
stridium. 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Geobacillus 
Geobacillus 


Mycobacterium 
cterium genavense 


ycobacteriaceae; 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Peptococcus niger 


4 Peptococcus niger Bacteria; 


Rhodobacter 
Rhodobacter 
bacteraceae; 


Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 

lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


6 Burkholderia glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


NR_029204.1 


Microvirgula 


aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 


aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Microvirgula. 


192124 Bacteria_16S 250561 250528 93 126 gi| 265678895 |ref|NR_029203.1 
strain Benl02 16S ribosomal RNA, partial sequence 249819 25124 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 
192124 Bacteria_16S 252043 252010 93 126 gi|265678894|ref|NR_029202.1 
strain Benl04 16S ribosomal RNA, partial sequence 251300 25272 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 
192124 Bacteria_16S 253518 253485 93 126 gi| 265678893 |ref|NR_029201.1 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Amaricoccus. 

192124 Bacteria_16S 254993 254960 93 126 gi| 265678892 |ref|NR_029200.1 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacte 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

192124 Bacteria_16S 256473 256440 93 126 gi| 265678891 |ref|NR_029199.1 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
192124 Bacteria_16S 258012 257979 93 126 gi|265678890|ref|NR_029198.1 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella 
192124 Bacteria_16S 259496 259463 93 126 gi| 265678889 |ref|NR_029197.1 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
Ruegeria. 

192124 Bacteria_16S 260872 260839 93 126 gi| 265678887 |ref|NR_029195.1 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
192124 Bacteria_16S 266974 266941 93 126 gi| 265678882 |ref|NR_029188.1 
strain OXB 16S ribosomal RNA, partial sequence 266185 26767 

Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacte 
192124 Bacteria_16S 271474 271441 93 126 gi| 265678879 |ref|NR_029185.1 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
192124 Bacteria_16S 272963 272930 93 126 gi| 265678878 |ref|NR_029184.1 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacter 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rh 
192124 Bacteria_16S 274543 274510 93 126 gi| 265678877 |ref|NR_029183.1 
strain S-16 16S ribosomal RNA, partial sequence 273748 27524 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

192124 Bacteria_16S 276047 276014 93 126 gi|265678876|ref|NR_029182.1 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
192124 Bacteria_16S 277598 277565 93 126 gi| 265678875 |ref|NR_029181.1 
strain Ben 16S ribosomal RNA, partial sequence 276812 27827 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

192124 Bacteria_16S 279091 279058 93 126 gi|265678874|ref|NR_029180.1 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycopl 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

192124 Bacteria_16S 282041 282008 93 126 gi| 265678872 |ref|NR_029178.1 
strain W 1471 16S ribosomal RNA, partial sequence 281272 28276 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

192124 Bacteria_16S 285164 285131 93 126 gi|265678870|ref|NR_029176.1 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbacea 
192124 Bacteria_16S 289620 289587 93 126 gi| 265678867 |ref|NR_029173.1 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordet 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
192124 Bacteria_16S 295821 295788 93 126 gi| 265678863 |ref|NR_029169.1 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
192124 Bacteria_16S 298773 298740 93 126 gi| 265678861 |ref|NR_029167.1 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasm 
192124 Bacteria_16S 300295 300262 93 126 gi|265678860|ref|NR_029166.1 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
192124 Bacteria_16S 306403 306370 93 126 gi| 265678856 |ref|NR_029162.1 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsi 
192124 Bacteria_16S 307987 307954 93 126 gi| 265678855 |ref|NR_029161.1 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 

bacteraceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Burkholderia 
lderia xenovorans 
Burkholderia. 

Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 

Ruegeria 

260120 Ruegeria 
Rhodobacteraceae; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


r. 
Clostridium 
Clostridium 
Butyrivibrio. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Mycoplasma gateae 
asma gateae Bacteria; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Bordetella holmesii 

ella holmesii Bacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Anaeroplasma 
Anaeroplasma 
ataceae; Anaeroplasma. 
Mycoplasma 
Mycoplasma 


Neorickettsia risticii 
risticii Bacteria; 
a. 


Comamonas testosteroni 


strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


192124 Bacteria_16S 
strain ATCC 27760 


Bacteria; 


group. 


192124 Bacteria_16S 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
fever group. 
192124 Bacteria_16S 
berkhoffii 
subsp. berkhoffii 
192124 Bacteria_16S 
strain J233 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
192124 Bacteria_16S 
thermoamylovorans 
thermoamylovorans 
192124 Bacteria_16S = 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 
Clostridia; Thermoanaerobacterales; 


subsp. 


thermoautotrophica Bacteria; 
Moorella group; Moorella. 
192124 Bacteria_16S 
strain 39 16S ribosomal RNA, partial sequence 
Bacillales; 
192124 Bacteria_16S 


Firmicutes; 


borstelensis Bacteria; 
192124 Bacteria_16S 

strain B 16S ribo 
Alphaproteobacteria; 
192124 Bacteria_16S 
strain MB312 16S 


192124 Bacteria_16S 


347737 347704 93 126 gi|265678826|ref|NR_029131.1 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
350650 350617 93 126 gi| 265678824 |ref|NR_029129.1 
somal RNA, partial sequence 349928 351312 Paracoccus kocurii Ba 
Rhodobacterales; Rhodobacteraceae; Paracoccus. 
352083 352050 93 126 gi| 265678823 |ref|NR_029128.1 
ribosomal RNA, partial sequence 351363 35277 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 
353545 353512 93 126 gi| 265678821 |ref|NR_029126.1 
strain 941 16S ribosomal RNA, partial sequence 352821 35423 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
355004 354971 93 126 gi|265678820|ref|NR_029125.1 


192124 Bacteria_16S 
strain AS130 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
192124 Bacteria_16S 
strain E-1-A 16S 
Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 
hongkongensis strain UST950701-009P 16S ribosomal RNA, 
hongkongensis Bac 


Loktanella. 


192124 Bacteria_16S 
strain B7-43 16S 
Proteobacteria; 

192124 Bacteria_16S 
lituiforme strain 


Bacteria; 


Idiomarina. 


192124 Bacteria_16S 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 
Pseudovibrio. 
192124 Bacteria_16S 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingo 
Sphingomonas. 
192124 Bacteria_16S 375910 375877 93 126 gi| 265678804 |ref 


xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 


Firmicutes; 
192124 Bacteria_16S 

strain 2678 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


309507 309474 93 126 gi 
16S ribosomal RNA, partial sequence 

Clostridia; Clostridiales; 
315538 315505 93 126 gi 
Rickettsiales; 


317002 316969 93 126 gi 
Rickettsiales; 


318492 318459 93 
strain 93-C0l 


126 gi 


319927 319894 93 126 gi 


321498 321465 93 126 gi 


Firmicutes; 
346268 346235 93 126 gi 


Paenibacillaceae; Brevibacillus. 


ribosomal RNA, partial sequence 


356481 356448 93 
ribosomal RNA, partial sequence 


126 gi 


Sphingomonadales; 
357911 357878 93 126 gi 


362512 362479 93 126 gi 
ribosomal RNA, partial sequence 


363961 363928 93 126 gi 


365444 365411 93 
sequence 


126 gi 


366928 366895 93 126 gi 
Proteobacteria; 
371397 371364 93 126 gi 


372892 372859 93 126 gi 


265678854 
308774 310144 Rumino 
Ruminococcaceae; Ruminococcus. 
265678850 


314818 31623 


265678849 
316282 317695 Ricket 
Rickettsiaceae; Rickettsieae; 


265678848 
16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Alphaproteobacteria; 

265678847 
319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678846 


265678827 
345474 34689 


354284 35569 
Hyphomicrobiaceae; 
265678818 
355741 357157 Sphingopyxis 
Sphingomonadac 
265678816 
partial sequen 
teria; Proteobacteria; Alphaproteobacteria; Rhodobac 


265678813 
361716 363213 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; 
265678812 
FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenyl 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulo 
192124 Bacteria_16S 
strain A3 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 
fontislapidosi Bacteria; 


265678811 
364736 366099 Salipiger 
Rhodobacterales; Rhodobacteracea 
265678810 


265678807 


265678806 


ref 


ref 


ref 


ref 


Rhiz 
ref 


strain DKP 16S ribosomal RNA, partial sequence 320691 322234 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
332458 332425 93 126 gi|265678839|ref|NR_029144.1 


ref 


ref 


ref 


ref 


Desulfovibri 
ref 


ref 


ref 


ref 


Rhodobac 


ref 


ce 317746 319177 


0 Acholeplasma 


2 Brevibacillus 


366150 367594 
Gammaproteobacteria; Alteromonadales; Id 


370665 372098 


372149 373610 


NR_029160.1 


NR_029155.1 


NR_029154.1 


NR_029153.1 


obiales; Bar 
NR_029152.1 


eplasma. 


Ther 


NR_029132.1 


Rhodoplanes. 
NR_029123.1 


eae; Sphingo 
NR_029121.1 
ce 357208 
terales; Rho 


NR_029118.1 


onaceae; Des 
NR_029117.1 


bacteraceae; 
NR_029116.1 


e; Salipiger 
NR_029115.1 


NR_029112.1 
terales; Rho 


NR_029111.1 


monadales; S 


Ruminococcus callidus 
coccus callidus 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 
Rickettsiaceae; Rickettsieae; 


Rickettsia; typhus 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Bartonella vinsonii 

Bartonella vinsonii 
tonellaceae; Bartonella. 

Acholeplasma palmae 


palmae Bacteria; 


Bacillus 
Bacillus 


Moorella 
333194 Moorella 


moanaerobacteraceae; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Paracoccus kocurii 
cteria; Proteobacteria; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 

Loktanella 

358614 Loktanella 
dobacteraceae; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Salipiger mucosus 


mucosus Bacteria; 


Idiomarina 
Idiomarina 
iomarinaceae; 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


NR_029109.1 


xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


Paenibacillus 


375101 376646 Paenibacillus 


192124 Bacteria_16S 


strain HTCC2597 1 
Proteobacteria; A 


192124 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


192124 Bacteria_16S 


strain PL7HG1 16S 
Proteobacteria; A 


192124 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


192124 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


192124 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


192124 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


192124 Bacteria_16S 


asymbiotica subsp 


Enterobacteriales 


192124 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


192124 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


192124 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


192124 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


192124 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


192124 Bacteria_16S 


strain HTCC2506 1 
Proteobacteria; A 


192124 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


192124 Bacteria_16S 


strain E7107 16S 
Proteobacteria; A 


192124 Bacteria_16S 


strain 5424 16S r 
Proteobacteria; A 


192124 Bacteria_16S 


oligofermentans s 
oligofermentans B 


192124 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


192124 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


192124 Bacteria_16S 
rudongensis strain AS1.1761 16S ribosomal RNA, partial 


rudongensis Bacte 


379005 378972 93 126 gi 


382038 382005 93 126 gi 
train DS-1 16S ribosomal RNA, partial 


383552 383519 93 126 
ribosomal RNA, partial sequence 


gi 


385134 385101 93 126 
bosomal RNA, partial sequence 


gi 


386696 386663 93 126 gi 
03 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Xanthomonadales; 
265678794 


391273 391240 93 126 gi 
n cf 16S ribosomal RNA, partial sequence 


acteria; Betaproteobacteria; Burkholderiales; 
265678793 
sequence 

Paenibacillaceae; 
265678788 
» australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


392862 392829 93 126 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; 


400476 400443 93 126 gi 


; Enterobacteriaceae; Photorhabdus. 


408229 408196 93 126 gi 


416073 416040 93 126 
ribosomal RNA, partial sequence 


gi 


431407 431374 93 126 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
433005 432972 93 


126 gi 


tes; Bacillales; Paenibacillaceae; 
434571 434538 93 126 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
439216 439183 93 126 


gi 


gi 


445338 445305 93 
ain IH5 16S ribosomal RNA, 


126 gi 


teria; Proteobacteria; Gammaproteobacteria; Pseu 
446866 446833 93 126 gi| 265678757 
ribosomal RNA, partial sequence 446125 44760 


lphaproteobacteria; Rhodospirillales; 
448398 448365 93 126 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

456190 456157 93 126 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 

457690 457657 93 126 gi 


459142 459109 93 126 gi 


eria; Proteobacteria; 


463653 463620 93 126 gi 


ria; Proteobacteria; Alphaproteobacter 


192124 Bacteria_16S 


strain AU476 16S 


465155 465122 93 126 gi 
ribosomal RNA, partial sequence 


265678802 
6S ribosomal RNA, partial sequence 378266 37969 
lphaproteobacteria; Rhodobacterales; Rhodobacter 
265678800 
sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


265678799 
382807 38428 
lphaproteobacteria; Rhizobiales; Bradyrhizobiace 
265678798 
384340 38587 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
265678797 


265678783 
in HB-1 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Desulfurobacteriac 
265678777 
415329 41680 
acteria; Alphaproteobacteria; Rhizobiales; Methy 
265678767 
sequence 
ria; 


265678766 
GMP01 16S ribosomal RNA, partial sequence 43219 
Paenibacillus 
265678765 
433793 43528 
Shewanellac 
265678762 
6S ribosomal RNA, partial sequence 438478 43991 
lphaproteobacteria; Rhizobiales; Aurantimonadace 
265678758 
complete sequence 


Acetobacte 
265678756 
447654 44913 
Acetobacte 
265678747 
equence 

Streptococ 
265678746 
16S ribosomal RNA, partial sequence 456977 45835 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
265678745 
in CFBP 4389 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


265678742 
sequence 

ia; 
265678741 
464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Rh 


38592 
s 


39048 
Bu 


Rhodo 


Pseud 


Rhizob 


ref|NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 
aceae; Oceanicola. 
ref|NR_029105.1| Parvibaculum 

381306 382756 Parvibaculum 
izobiales; Phyllobacteriaceae; 


ref|NR_029104.1| Bradyrhizobium betae 
9 Bradyrhizobium betae Bacteria; 
ae; Bradyrhizobium. 

ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 

ref|NR_029102.1| Hydrocarboniphaga 
1 387397 Hydrocarboniphaga effusa 
inobacteraceae; Hydrocarboniphaga. 
ref |NR_029099.1| Chitinimonas 

2 392023 Chitinimonas taiwanensis 
rkholderiaceae; Chitinimonas. 


ref|NR_029098.1| Paenibacillus 
392074 393575 Paenibacillus 

Paenibacillus. 

ref |NR_029093.1] Photorhabdus 


rtial sequence 399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref |NR_029088.1| Thermovibrio 
407444 408915 Thermovibrio 
eae; Thermovibrio. 
ref|NR_029082.1| Methylobacterium 
5 Methylobacterium populi BJ001 
lobacteriaceae; Methylobacterium. 
ref|NR_029072.1| Roseomonas gilardii 
430661 432145 Roseomonas gilardii 
spirillales; Acetobacteraceae; 


ref|NR_029071.1| Paenibacillus 
6 433742 Paenibacillus favisporus 


ref|NR_029070.1| Shewanella gaetbuli 
9 Shewanella gaetbuli Bacteria; 


eae; Shewanella. 
ref|NR_029067.1| Fulvimarina pelagi 
9 Fulvimarina pelagi Bacteria; 
ae; Fulvimarina. 
ref|NR_029063.1| Pseudomonas 
444544 446074 Pseudomonas 
domonadales; Pseudomonadaceae; 
ref|NR_029062.1| Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 
ref|NR_029061.1| Roseomonas gilardii 
5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 
ref|NR_029052.1] Streptococcus 
455417 456926 Streptococcus 
caceae; Streptococcus. 
ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref|NR_029050.1] Pseudomonas 
458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_029047.1 
462905 464361 Ancylobacter 
iales; Xanthobacteraceae; Ancylobacter. 


Ancylobacter 


ref|NR_029046.1| Inquilinus limosus 


Inquilinus. 


192124 Bacteria_ 


16S 468167 468134 93 126 gi 


265678739 


ref|NR_029044.1| Burkholderia terricola 


strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

192124 Bacteria_16S 471239 471206 93 126 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

192124 Bacteria_16S 474392 474359 93 126 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

192124 Bacteria_16S 477304 477271 93 126 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

192124 Bacteria_16S 481963 481930 93 126 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

192124 Bacteria_16S 486596 486563 93 126 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 488169 488136 93 126 gi| 265678726 |ref|NR_029031.1| Marinomonas 


ushuaiensis stra 
Bacteria; Proteo 


192124 Bacteria_ 


strain R65 16S r 
Proteobacteria; 


192124 Bacteria_ 


halichoeri strai 
halichoeri Bacte 


192124 Bacteria_ 


defluvii strain 
Bacteria; Proteo 


192124 Bacteria_ 


strain BSB 41.8 
Proteobacteria; 


192124 Bacteria_ 


vestfoldensis st 
vestfoldensis Ba 
Loktanella. 


192124 Bacteria_ 


marinisedimentor 
marinisedimentor 


192124 Bacteria_ 


luminescens subs 


Enterobacteriale 


192124 Bacteria_ 


luminescens subs 
luminescens subs 
Enterobacteriace 


192124 Bacteria_ 


contaminans stra 
contaminans Bact 


192124 Bacteria_ 


strain Wt/la 16S 
Deinococcus-Ther 


192124 Bacteria_ 


strain IDA1967 1 
Firmicutes; Baci 


192124 Bacteria_ 


strain Kll1 16S r 
Proteobacteria; 


192124 Bacteria_ 


strain CR 16S ri 
Proteobacteria; 


192124 Bacteria_ 


strain CIP 10556 
Proteobacteria; 


192124 Bacteria_ 


in Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
bacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

16S 492808 492775 93 126 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
ibosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

16S 497397 497364 93 126 gi|265678720|ref|NR_029025.1| Streptococcus 

n M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
ria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

16S 498970 498937 93 126 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
bacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

16S 500522 500489 93 126 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

16S 503606 503573 93 126 gi|265678716|ref|NR_029021.1| Loktanella 

rain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
cteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

16S 515645 515612 93 126 gi|265678708|ref|NR_029013.1| Reinekea 

um strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
um Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

16S 517207 517174 93 126 gi| 265678707 |ref|NR_029012.1| Photorhabdus 

p- thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


Ss; Enterobacteriaceae; 
16S 518773 518740 93 


Photorhabdus. 


126 gi 


265678706 


p- kayaii strain 1121 16S ribosomal RNA, complete 
p- kayaii Bacteria; Proteobacteria; Gammaproteoba 
ae; Photorhabdus. 

16S 526410 526377 93 126 gi| 265678701 
in R-16222 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxyb 
16S 529495 529462 93 126 gi| 265678699 


ribosomal RNA, partial sequence 
mus; Deinococci; Deinococcales; 

16S 532466 532433 93 126 
6S ribosomal RNA, partial sequence 


Deinoco 
gi 


528726 53019 


ccaceae; D 
265678697 


531745 53318 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029011.1] Photorhabdus 
sequence 517982 519496 Photorhabdus 

cteria; Enterobacteriales; 
ref|NR_029006.1| Anoxybacillus 

525601 527141 Anoxybacillus 

acillus. 

ref|NR_029004.1| Deinococcus indicus 

2 Deinococcus indicus Bacteria; 

einococcus. 

ref|NR_029002.1| Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


llales; Bacillaceae; Bacillus. 

16S 534023 533990 93 126 gi| 265678696 
ibosomal RNA, partial sequence 533233 53475 
Betaproteobacteria; Burkholderiales; Comamonadace 
16S 537075 537042 93 126 gi| 265678694 
bosomal RNA, partial sequence 536318 53780 
Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
16S 546242 546209 93 126 gi| 265678688 
6 16S ribosomal RNA, partial sequence 54547 
Gammaproteobacteria; Enterobacteriales; Enterobac 
16S 547729 547696 93 126 gi| 265678687 


ref|NR_029001.1| Ottowia thiooxydans 

7 Ottowia thiooxydans Bacteria; 

ae; Ottowia. 

ref|NR_028999.1| Caminibacter profundus 
2 Caminibacter profundus Bacteria; 
Caminibacter. 

ref |NR_028993.1| Enterobacter kobei 

5 546925 Enterobacter kobei Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028992.1| Pseudoalteromonas 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromona 


Ss. 


192124 Bacteria_ 


strain P 513/19 
Proteobacteria; 


192124 Bacteria_ 


strain P 527/13 
Proteobacteria; 


192124 Bacteria_ 


strain P 538/23 
Proteobacteria; 


192124 Bacteria_ 


strain 173-96 16 
Proteobacteria; 


192124 Bacteria_ 


ludipueritiae st 
ludipueritiae Ba 
Roseomonas. 


192124 Bacteria_ 


albertensis stra 
albertensis Bact 
Acidithiobacillu 


192124 Bacteria_ 


strain ID131577 
Actinobacteria; 


192124 Bacteria_ 


helgolandensis s 
helgolandensis B 
Jannaschia. 


192124 Bacteria_ 


valerianellae st 
valerianellae Ba 


192124 Bacteria_ 


oleivorans strai 
Bacteria; Proteo 


192124 Bacteria_ 


strain LF13 16S 
Caldithrix. 


192124 Bacteria_ 


seriniphilus str 
seriniphilus Bac 
Paracoccus. 


192124 Bacteria_ 
strain V2-BIII-A2 


Firmicutes; Baci 


192124 Bacteria_ 


strain Ppe8 16S 
Proteobacteria; 


192124 Bacteria_ 


strain 3WC2 16S 
Firmicutes; Clos 


192124 Bacteria_ 


hassiacum strain 
Bacteria; Proteo 


192124 Bacteria_ 


strain BCH 16S r 
Proteobacteria; 


192124 Bacteria_ 


impatiens strain 
Bacteria; Proteo 
Saccharospirillu 


192124 Bacteria_ 


psychrophilum st 
psychrophilum Ba 


192124 Bacteria_ 


strain 289 16S r 
Proteobacteria; 


192124 Bacteria_ 


hydrogeniphilus 
hydrogeniphilus 


192124 Bacteria_ 


strain Mll 16S r 


16S 
1 
G 
16S 
1 
G 
16S 
1 
Gammaproteobacteria; Pseudomonadales; P 
16S 560028 559995 93 126 gi 
S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 

16S 561565 561532 93 126 gi 
ain 170-96 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


555432 555399 93 126 gi 
ammaproteobacteria; Pseudomonadales; P 
556974 556941 93 126 gi 


ammaproteobacteria; Pseudomonadales; P 
558518 558485 93 126 gi 


r 
Cc 


16S 563139 563106 93 126 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


i 
e 
s 
16S 
a 
Rubrobacteridae; Solirubrobacterales; C 
16S 572196 572163 93 126 gi 
train Hel 10 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteobac 


567657 567624 93 126 gi 


16S 576654 576621 93 126 gi 
rain CFBP 4730 16S ribosomal RNA, parti 
cteria; Proteobacteria; Betaproteobacte 
16S 578164 578131 93 126 gi 
n MIL-1 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Oceanosp 
16S 582661 582628 93 126 gi 
ribosomal RNA, partial sequence 
16S 584153 584120 93 126 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


a 
t 


16S 585649 585616 
16S ribosomal RNA, 
llales; Bacillaceae; Bacillus. 

16S 588677 588644 93 126 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 
16S 590114 590081 93 126 gi 
ribosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 

16S 593151 593118 93 126 gi 
W-51 16S ribosomal RNA, partial sequen 
bacteria; Alphaproteobacteria; 
16S 597632 597599 93 126 
ibosomal RNA, partial sequence 

Gammaproteobacteria; Chromatiales; Chro 
16S 605174 605141 93 126 gi 
EL-105 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Oceanosp 
m. 
16S 609791 609758 93 126 gi 
rain CMS 530r 16S ribosomal RNA, partia 
cteria; Firmicutes; Bacillales; Planoco 
16S 616008 615975 93 126 gi 
bosomal RNA, complete sequence 
Gammaproteobacteria; Vibrionales; Vibri 
16S 620508 620475 93 126 gi 
strain AM1116 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Epsilonproteo 
16S 628138 628105 93 126 gi 
ibosomal RNA, partial sequence 


93 126 gi 
partial sequence 


gi 


gi 


i 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


559287 56077 


6S ribosomal RNA, partial sequence 566874 56834 


581868 58337 


587905 58931 


589361 59079 


Sphingomonadales; 


596871 59824 


615203 61674 


265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678679 


Acetobacte 
265678678 
sequence 

eria; Rhod 


265678677 
sequence 
ia; Acidit 


265678674 


onexibacte 
265678671 
sequence 
teria; Rho 


265678668 
al sequenc 
ria; Burkh 
265678667 
ence 57740 
irillales; 
265678664 


265678663 
equence 
ria; Rhodo 


265678662 
58488 


265678660 


rkholderia 
265678659 


Clostridiu 
265678657 
ce 59240 


265678654 


matiaceae; 
265678648 
ence 60442 
irillales; 


265678645 
1 sequence 
ccaceae; P 
265678641 


onaceae; V 
265678638 
1 sequence 
bacteria; 

265678633 


ref |NR_028987.1 


acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


acea 
ref 


e; Pseudomon 
NR_028984.1 


raceae; Roseomon 
ref |NR_028983.1 

560822 562307 
ospirillales; Ac 


ref |NR_028982.1 
562358 563851 
hiobacillales; A 


ref |NR_028979.1 
3 Conexibacter 
raceae; Conexiba 
ref |NR_028976.1 
571472 572837 
dobacterales; Rh 


ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus. 
ref |NR_028969.1 


ref|NR_028968.1 
583422 584837 
bacterales; Rhod 


ref |NR_028967.1 
8 586308 Bacill 


ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028964.1 


m. 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref|NR_028959.1 


Thiobaca. 
ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


ref|NR_028950.1 

609006 610485 
lanomicrobium. 
ref |NR_028946.1 


ibri 
ref 


oO. 
NR_028943.1 
19766 621178 
Nautiliales; Nau 


a 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Acidithiobacillus 
Acidithiobacillus 


cidithiobacillaceae; 


Conexibacter woesei 


woesei Bacteria; 


cter. 
Jannaschia 
Jannaschia 
odobacteraceae; 


Acidovorax 

Acidovorax 

monadaceae; Acidovorax. 
Thalassolituus 

solituus oleivorans 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Paracoccus 
Paracoccus 
obacteraceae; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Burkholderia tropica 


tropica Bacteria; 


ia. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 

Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Planomicrobium 
Planomicrobium 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 


ref |NR_028938.1 


Morganella morganii 


627341 628842 Morganella morganii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 


192124 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


192124 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


192124 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


192124 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


192124 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


192124 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


192124 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


192124 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


192124 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


192124 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


192124 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


192124 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


192124 Bacteria_16S 


strain SCII24 16S 
Proteobacteria; A 


192124 Bacteria_16S 


grignonense strai 
grignonense Bacte 


192124 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


192124 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


192124 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


192124 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


192124 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


192124 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


192124 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


192124 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


629618 629585 93 126 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
632638 632605 93 126 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

638755 638722 93 126 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
640319 640286 93 126 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
644985 644952 93 126 gi 
al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
649577 649544 93 126 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
651050 651017 93 126 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
658422 658389 93 126 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
662912 662879 93 126 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


664475 664442 93 126 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


667529 667496 93 126 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
672088 672055 93 126 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


678248 678215 93 126 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
679693 679660 93 126 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
687161 687120 81 122 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
688702 688669 93 126 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
690245 690212 93 126 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
691797 691764 93 126 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


697840 697807 93 126 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
699357 699324 93 126 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
700795 700762 93 126 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
702279 702246 93 126 gi 
ribosomal RNA, partial sequence 


lales; Paenibacillaceae; Paenibacillus 


192124 Bacteria_16S 


628893 63029 


631874 63335 


639529 64105 


644174 645732 Vibri 


657665 65912 


662137 66364 


677507 67890 


16S ribosomal RNA, partial sequence 689459 69096 


698584 69993 


699985 70142 


701473 70290 


265678631 


Rhodospiri 
265678629 


Acetobacte 
265678625 
ence 63798 
nadales; X 
265678624 


seudomonad 
265678621 


265678618 
e 64884 
les; Beije 
265678617 
tial seque 
rococcacea 
265678610 


Anaerosti 
265678607 


Enterobac 


265678606 
quence 
ales; Clos 
265678604 
nce 66678 
rillales; 

265678601 
ial sequen 
obacteria; 


265678597 


llaceae; O 
265678596 
uence 
ia; Rhizob 
265678591 
68634 
acterales; 
265678590 
equence 
ria; Desul 
265678589 


Enterobac 
265678588 
sequence 

ia; Entero 


265678584 
nce 69711 
terales; C 
265678583 


matiaceae; 
265678582 


265678581 


703751 703718 93 126 gi 


ref|NR_028936.1| Roseospira marina 
8 Roseospira marina Bacteria; 
llaceae; Roseospira. 
ref|NR_028934.1| Acetobacterium tundrae 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref |NR_028930.1| Stenotrophomonas 
2 639478 Stenotrophomonas rhizophila 
anthomonadaceae; Stenotrophomonas. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028926.1| Vibrio lentus strain 
o lentus Bacteria; Proteobacteria; 
ref|NR_028923.1| Methylocapsa 
0 650254 Methylocapsa acidiphila 
rinckiaceae; Methylocapsa. 
ref|NR_028922.1] Aerococcus 
nce 650305 651625 Aerococcus 
e; Aerococcus. 
ref|NR_028915.1| Anaerostipes caccae 
0 Anaerostipes caccae Bacteria; 
pes. 
ref|NR_028912.1] Enterobacter cloacae 
7 Enterobacter cloacae Bacteria; 
teriaceae; Enterobacter; Enterobacter 
ref|NR_028911.1] Anaerovorax 

663698 665185 Anaerovorax 
tridiales Family XIII. Incertae Sedis; 
ref|NR_028909.1| Gluconacetobacter 
6 668269 Gluconacetobacter entanii 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_028906.1| Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 
chrobactrum. 
ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028896.1| Desulfosarcina 
3 687857 Desulfosarcina cetonica 
Desulfobacteraceae; Desulfosarcina. 
ref|NR_028895.1| Desulfobacterium 

687908 689408 Desulfobacterium 
fobacterales; Desulfobulbaceae. 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028893.1| Buttiauxella 

691014 692520 Buttiauxella 
bacteriales; Enterobacteriaceae; 
ref|NR_028889.1| Brevundimonas 
8 698533 Brevundimonas aurantiaca 
aulobacteraceae; Brevundimonas. 
ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 
Thiocystis. 
ref|NR_028887.1| Paenibacillus odorifer 


2 Paenibacillus odorifer Bacteria; 


ref|NR_028886.1 
9 Paenibacillus 


Paenibacillus graminis 
graminis Bacteria; 


265678580 


ref|NR_028885.1| Lamprocystis purpurea 


strain ThSch 12 16S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 


192124 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


192124 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


192124 Bacteria_16S 


strain TH-3 16S r 


706556 706523 93 126 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
709483 709450 93 126 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
715657 715624 93 126 gi 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


192124 Bacteria_16S 
ain ACM 2498 16S ribosomal RNA, partia 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


192124 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


192124 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


192124 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


192124 Bacteria_16S 


silvestris strain 
silvestris Bacter 


192124 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


192124 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


192124 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


192124 Bacteria_16S 


strain MDA5527 16 
Proteobacteria; A 


192124 Bacteria_16S 


strain 3-p 16S ri 
Proteobacteria; A 


192124 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


192124 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


192124 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


192124 Bacteria_16S 


strain J1 16S rib 
Proteobacteria; A 


192124 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


192124 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


192124 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


192124 Bacteria_16S 


strain CCBAU 7190 
Proteobacteria; A 


192124 Bacteria_16S 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 


Photorhabdus luminescens subsp. 


720356 720323 93 126 gi 


teria; Proteobacteria; Alphaproteobact 


721879 721846 93 126 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723465 723432 93 126 gi 
laumondii strain TTO1 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 
725048 725015 93 126 gi 


akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


ribosomal RNA, partial sequence 


785207 785174 93 126 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


794316 794283 93 126 gi 
B 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 


265678578 


705889 70720 


Dorea. 
265678576 
70866 
onaceae; 
265678571 


714920 71638 


obacteriac 
265678568 
1 sequence 
eria; Caul 


265678567 


721087 72261 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


731097 731064 93 126 gi| 265678561 
HR3-23 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Bacillales; Planococcaceae; Soli 
732662 732629 93 126 gi| 265678560 
1 RNA, partial sequence 731878 733268 Thioc 
ia; Chromatiales; Chromatiaceae; Thiocapsa. 
734085 734052 93 126 gi| 265678559 
4270 16S ribosomal RNA, partial sequence T3331 
acteria; Gammaproteobacteria; Chromatiales; Chro 
738744 738711 93 126 gi| 265678555 
P6-12 16S ribosomal RNA, complete sequence 73794 
acteria; Betaproteobacteria; Burkholderiales; Ox 
741788 741755 93 126 gi| 265678553 
S ribosomal RNA, partial sequence 741046 74252 
lphaproteobacteria; Rhodospirillales; Acetobacte 
743283 743250 93 126 gi| 265678551 
bosomal RNA, partial sequence 742578 74395 
lphaproteobacteria; Rhodospirillales; Rhodospiri 
754480 754447 93 126 gi| 265678543 
DA3079 16S ribosomal RNA, partial sequence 75371 
acteria; Gammaproteobacteria; Cardiobacteriales; 
757590 757557 93 126 gi| 265678541 
n AU3313 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; Burkhol 
763616 763583 93 126 gi| 265678537 
ribosomal RNA, partial sequence 762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 
768180 768147 93 126 gi| 265678534 
osomal RNA, partial sequence 767437 76891 
lphaproteobacteria; Rhizobiales; Hyphomicrobiace 
771271 771238 93 126 gi| 265678532 
S ribosomal RNA, partial sequence 770475 77198 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
775995 775962 93 126 gi| 265678529 
ibosomal RNA, partial sequence 775183 77669 
bacillales; Streptococcaceae; Streptococcus. 
780607 780574 93 126 gi| 265678525 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
192124 Bacteria_16S 


265678522 
1 sequence 
ria; Pseud 


265678516 
79361 
biaceae; R 


795838 795805 93 126 gi 


Aliiv 


ref|NR_028883.1 


ref|NR_028881.1 
8 710188 Aliivi 
ibrio. 
ref |NR_028876.1 
Aminobacter 
NR_028872.1 
19632 721036 
obacterales; Cau 


eae; 
ref 


~ 


ref |NR_028871.1 
teri 
ref 
als 


aceae; Photo 
NR_028870.1 
equence 


ref 
ial 


NR_028869.1 
sequence 


ref|NR_028865.1 

730321 731827 
bacillus. 
ref|NR_028864.1 
apsa rosea Bacte 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028857.1 


race 
ref 


ae; Roseomon 
NR_028855.1 


llaceae; Rhodoci 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028841.1 


acea 
ref 


e; Marinobac 
NR_028838.1 


Devosia. 
NR_028836.1 


ae; 
ref 


aceae; Cellvibri 
ref |NR_028833.1 
4 Streptococcus 
ref |NR_028829.1 
eplasma. 
ref|NR_028826.1 
784432 785869 
omonadales; Pseu 


ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 


265678515 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Photorhabdus temperata 


2 Photorhabdus temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Solibacillus 
Solibacillus 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Marinobacter litoralis 


4 Marinobacter litoralis Bacteria; 


ter. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Streptococcus sinensis 
sinensis Bacteria; 


Acholeplasma axanthum 


7 Acholeplasma axanthum Bacteria; 


Pseudomonas 
Pseudomonas 
domonadaceae; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 


ref|NR_028818.1 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


Leptospirillum 


795040 796555 Leptospirillum ferriphilum 


192124 Bacteria_16S 
naphthalenovorans 
naphthalenovorans 
192124 Bacteria_16S 
strain MOL361 16S 


192124 Bacteria_16S 


797418 797385 93 126 gi|265678514|ref|NR_028817.1| Paenibacillus 
strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

798982 798949 93 126 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 
803659 803626 93 126 gi|265678510|ref|NR_028813.1| Mycoplasma canis 
802889 804333 Mycoplasma canis Bacteria; 


strain PG14 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
192124 Bacteria_16S 
thermophilum strain 7 16S ribosomal RNA, partial sequence 
thermophilum Bacteria; 
Thermodesulfobacterium. 
192124 Bacteria_16S 
strain 12993 16S 
Proteobacteria; 
192124 Bacteria_16S 
strain 256 16S ribosomal RNA, partial sequence 
Proteobacteria; 
192124 Bacteria_16S 
strain IMT37 16S 
Proteobacteria; 
192124 Bacteria_16S 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial 


806622 806589 93 126 gi 


Thermodesulfobacteria; 


818818 818785 93 126 
ribosomal RNA, partial sequence 


gi 
818 


Gammaproteobacteria; Enterobacteriales; 
820323 820290 93 126 gi 
819 


Gammaproteobacteria; Enterobacteriales; 
821834 821801 93 126 gi 
ribosomal RNA, partial sequence 821 
823415 823382 93 


126 gi 


265678508 
80584 


Thermodesulfobacteriales; 


265678500 
049 81950 
Enterobac 
265678499 
558 82101 
Enterobac 
265678498 
061 82256 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


265678497 
sequence 


ref|NR_028811.1| Thermodesulfobacterium 
2 807361 Thermodesulfobacterium 
Thermodesulfobacteriaceae; 


ref|NR_028803.1| Kluyvera cryocrescens 
7 Kluyvera cryocrescens Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028802.1| Kluyvera intermedia 
0 Kluyvera intermedia Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028801.1| Pseudomonas indica 
9 Pseudomonas indica Bacteria; 
Pseudomonas. 

ref|NR_028800.1| Cupriavidus 

822620 824161 Cupriavidus 


taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
192124 Bacteria_16S 824954 824921 93 126 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

192124 Bacteria_16S 826456 826423 93 126 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

192124 Bacteria_16S 831144 831111 93 126 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

192124 Bacteria_16S 838765 838720 4 49 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
192124 Bacteria_16S 840252 840219 93 126 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

192124 Bacteria_16S 841738 841705 93 126 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

192124 Bacteria_16S 843213 843180 93 126 gi|265678484|ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

192124 Bacteria_16S 844802 844769 93 126 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 


strain CFBP 5236 
Proteobacteria; 

192124 Bacteria_16S 
strain 19 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


192124 Bacteria_16S 
kondratievae strain GB 16S ribosomal RNA, partial sequence 


Bacteria; 


singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Ente 
Klebsiella. 

192124 Bacteria_16S 850652 850619 93 126 gi| 265678479 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 85135 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliore 
192124 Bacteria_16S 859887 859854 93 126 gi| 265678472 
strain K1 16S ribosomal RNA, partial sequence 859076 86059 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacte 
192124 Bacteria_16S 864491 864466 93 118 gi| 265678469 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacte 
192124 Bacteria_16S 865964 865931 93 126 gi| 265678468 


16S ribosomal RNA, partial sequence 844 
Gammaproteobacteria; Enterobacteriales; 
846344 846311 93 126 gi 
845 

Clostridiales; Clostridiaceae; 
847868 847835 93 126 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
192124 Bacteria_16S 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 


849246 849213 93 126 gi 


Clostridiu 


000 84550 
Enterobac 
265678482 
553 84708 


265678481 
84713 


265678480 


2 Samsonia erythrinae Bacteria; 

teriaceae; Samsonia. 

ref|NR_028785.1| Clostridium scindens 

1 Clostridium scindens Bacteria; 

m. 

ref|NR_028784.1] Paracoccus 

2 848491 Paracoccus kondratievae 

hodobacteraceae; Paracoccus. 

ref|NR_028783.1| Klebsiella 
848542 849823 Klebsiella 

robacteriales; Enterobacteriaceae; 


ref|NR_028782.1| Heliorestis baculata 
8 Heliorestis baculata Bacteria; 
stis. 


halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 


ref|NR_028775.1| Geobacter thiogenes 
6 Geobacter thiogenes Bacteria; 
raceae; Geobacter. 
ref|NR_028772.1| Muricauda 

863710 865135 Muricauda 
riales; Flavobacteriaceae; Muricauda. 
ref|NR_028771.1| Sulfurospirillum 


865186 866674 Sulfurospirillum 


192124 Bacteria_ 


strain CFBP 4188 
Proteobacteria; 


192124 Bacteria_ 


yuanmingense str 
yuanmingense Bac 
Bradyrhizobium. 


192124 Bacteria_ 


azotocaptans str 
azotocaptans Bac 
Gluconacetobacte 


192124 Bacteria_ 


strain N-1 16S r 
Proteobacteria; 


192124 Bacteria_ 


hydrothermale st 
hydrothermale Ba 
Desulfacinum. 


192124 Bacteria_ 


strain LMG 18819 
Proteobacteria; 


192124 Bacteria_ 


strain LMG 18106 
Proteobacteria; 


192124 Bacteria_ 


strain LMG 16407 
Proteobacteria; 


192124 Bacteria_ 


strain E6844 16S 
Firmicutes; Lact 


192124 Bacteria_ 


koreensis strain 


16S 867526 867493 93 126 gi 


265678467 
16S ribosomal RNA, partial sequence 866725 86827 


ref|NR_028770.1 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

16S 870562 870529 93 126 gi|265678465|ref|NR_028768.1| Bradyrhizobium 

ain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 

teria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 

16S 872038 872005 93 126 gi|265678464|ref|NR_028767.1| Gluconacetobacter 

ain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 

teria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 

ae 

16S 873588 873555 93 126 gi|265678463|ref|NR_028766.1| Cupriavidus necator 

ibosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 

Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

16S 883970 883937 93 126 gi|265678455|ref|NR_028757.1| Desulfacinum 

rain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 

cteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
16S 893023 892990 93 126 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 

Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

16S 894558 894525 93 126 gi| 265678448 |ref|NR_028750.1| Pandoraea pulmonicola 


Betaproteobacteria; Burkholderiales; Bu 
16S 896093 896060 93 126 gi 


Betaproteobacteria; Burkholderiales; Bu 
16S 897673 897640 93 126 gi 
ribosomal RNA, partial sequence 
obacillales; Enterococcaceae; Enterococ 
16S 899245 899212 93 126 gi 
Y¥C300 16S ribosomal RNA, partial seque 


u Pae 


16S ribosomal RNA, partial sequence 893783 89526 


rkh 


nce 


265678447 
16S ribosomal RNA, partial sequence 895318 89680 


; Pandoraea. 
NR_028749.1 


olderiaceae 


ref 


898427 899962 Paenib 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


rkholderiaceae; Pandoraea. 

265678446 |ref|NR_028748.1| Enterococcus avium 
896853 898376 Enterococcus avium Bacteria; 

cus. 

265678445|ref|NR_028747.1| Paenibacillus 


acillus koreensis 


nibacillus 


Bacteria; Firmicutes; 
192124 Bacteria_16S 

denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


teria; 


Bacillales; 


902339 902306 93 
ain ALJD 16S ribosomal RNA, partial se 
Proteobacteria; 


Paenibacillaceae; 


126 gi 


Gammaproteobact 


265678443 
quence 
eria; 


Chro: 


mati 


ref|NR_028745.1 
901557 903021 
ales; Ectoth 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


192124 Bacteria_ 


strain Greoux 11 
Bacteria; Proteo 


192124 Bacteria_ 


siderophilus str 
siderophilus Bac 
Thermoanaerobact 


192124 Bacteria_ 


singaporensis st 
singaporensis Ba 
Desulforhopalus. 


192124 Bacteria_ 


strain RE35F/1 1 
Proteobacteria; 


192124 Bacteria_ 


xylanovorans str 
xylanovorans Bac 


192124 Bacteria_ 


psychrophila str 
psychrophila Bac 
Desulfotalea. 


192124 Bacteria_ 


nubinhibens stra 
Bacteria; Proteo 


192124 Bacteria_ 


strain DSS-3 16S 
Proteobacteria; 


192124 Bacteria_ 


algidixylanolyti 
algidixylanolyti 


192124 Bacteria_ 


litoralis strain 
Bacteria; Proteo 


192124 Bacteria_ 


strain BT-H1 16S 
Firmicutes; Clos 


16S 903847 903814 93 126 gi 
D13 16S ribosomal RNA, partial sequenc 
bacteria; Gammaproteobacteria; Legionel 
16S 905351 905318 93 126 gi 
in SR4 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoan 
er. 
16S 
xr 
c 


a 


906946 906913 93 126 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


16S 908439 908406 93 126 

6S ribosomal RNA, partial sequence 
Alphaproteobacteria; Sphingomonadales; 

16S 910010 909977 93 126 gi 
ain HESP1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostrid 
16S 927162 927129 93 126 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


gi 


a 
t 
16S 928632 928599 93 126 gi 
in ISM 16S ribosomal RNA, partial seque 
bacteria; Alphaproteobacteria; Rhodobac 
16S 930120 930087 93 126 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 
16S 931672 931639 93 126 gi 
cum strain SPL73 16S ribosomal RNA, par 
cum Bacteria; Firmicutes; Clostridia; C 
16S 934845 934812 93 126 gi 
JS5 16S ribosomal RNA, partial sequenc 
bacteria; Deltaproteobacteria; Bdellovi 
16S 939418 939385 93 126 gi 
ribosomal RNA, complete sequence 
tridia; Clostridiales; Heliobacteriacea 


e 
lal 


enc 


aer 


al 
eri 


Ery 


que 
ial 
que 


ria 


nce 
ter 
hod 
tia 
los 


e 
bri 


e; 


265678442 


265678441 


265678440 


265678439 
907717 90916 
265678438 


265678427 


265678426 


265678425 


929371 93083 


265678424 


265678422 


265678419 
938639 940155 Heliorestis daurensis Bacteria; 


ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


90307 
es; Leg 


e 90455 
obacter 


’ 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


sequenc 
a; Desu 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref|NR_028729.1 

926361 927852 
fobacterales; De 


throbac 


nce 
es; Clo 
nce 

; Desul 
ref|NR_028728.1 
3. 929320 Roseov 
hodobacteraceae; 
ref|NR_028727.1 


92790 
ales; R 


obacteracea 
ref 


nce 


e; Ruegeria 
NR_028726.1 

930884 
es; Clostridiace 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 


1 seque 
tridial 


93405 
onales; 


Legionella gresilensis 
ella gresilensis 
ionella. 
Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Clostridium 

Clostridium 
stridium. 

Desulfotalea 

Desulfotalea 
sulfobulbaceae; 


Roseovarius 
arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 

Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 


ref|NR_028721.1 


Heliorestis. 


Heliorestis daurensis 


192124 Bacteria_16S 
strain IMI 359870 
Proteobacteria; 
192124 Bacteria_16S 


strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

192124 Bacteria_16S 945639 945606 93 126 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

192124 Bacteria_16S 947199 947166 93 126 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

192124 Bacteria_16S 948765 948732 93 126 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

192124 Bacteria_16S 950326 950293 93 126 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

192124 Bacteria_16S 951885 951852 93 126 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

192124 Bacteria_16S 953436 953403 93 126 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

192124 Bacteria_16S 954996 954963 93 126 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

192124 Bacteria_16S 956487 956454 93 126 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

192124 Bacteria_16S 958060 958027 93 126 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

192124 Bacteria_16S 959598 959565 93 126 gi|265678405|ref|NR_028707.1]| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 961117 961084 93 126 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

192124 Bacteria_16S 962692 962659 93 126 gi| 265678403 |ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

192124 Bacteria_16S 971873 971840 93 126 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
192124 Bacteria_16S 980872 980839 93 126 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 
192124 Bacteria_16S 984000 983967 93 126 gi|265678388|ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

192124 Bacteria_16S 985560 985527 93 126 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 


strain FC 097-2 1 


192124 Bacteria_16S 
strain CDC 2970-5 
Bacteria; 
192124 Bacteria_16S 


6S ribosomal RNA, 


942513 942480 93 


944076 944043 93 


987136 987103 93 


988716 988683 93 


126 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


126 


complete sequence 984769 98628 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


126 


9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


126 


strain 167 16S ribosomal RNA, partial sequence 


Proteobacteria; 
192124 Bacteria_16S 


990296 990263 93 


Gammaproteobacteria; Enterobacteriales; 


126 


strain I-75 16S ribosomal RNA, partial sequence 


Proteobacteria; 
192124 Bacteria_16S 
strain DO 14784 1 
Proteobacteria; 
192124 Bacteria_16S 


991867 991834 93 


994954 994921 93 


Gammaproteobacteria; Enterobacteriales; 


126 


6S ribosomal RNA, partial sequence 991068 99256 
Gammaproteobacteria; Enterobacteriales; 


126 


265678417 
94171 


gi 


gi| 265678416 


265678386 
98633 


gi 


gi| 265678385 
987916 98944 
Enterobac 
gi| 265678384 
989496 99101 
Enterobac 
gi| 265678383 


Enterobac 


ref|NR_028719.1 


Comamonas. 


ref|NR_028718.1 


5 Acholeplasma 


ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teriaceae; Citro 
ref|NR_028686.1 


teriaceae; Citro 
ref|NR_028685.1 


teriaceae; Citro 


gi| 265678381 


Comamonas terrigena 


4 943232 Comamonas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 


vituli Bacteria; 


Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 


ref|NR_028683.1 


Acidaminobacter 


hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 


hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. 


Sedis; Acidaminobacter. 


Incertae 


192124 Bacteria_16S 
kuenenii strain J 
Proteob 
192124 Bacteria_16S 
chilensis strain 
Proteob 
192124 Bacteria_16S 
strain JB-A2 16S 


Bacteria; 


Bacteria; 


Proteobacteria; 


192124 Bacteria_16S 
strain S5b2 16S r 


Proteobacteria; 


Proteobacteria; 


192124 Bacteria_16S 
peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 
192124 Bacteria_16S 
strain 1480D 16S 
Bacil 
192124 Bacteria_16S 
strain T7 16S rib 
Bacil 
192124 Bacteria_16S 
strain OK-1 16S r 


Firmicutes; 


Firmicutes; 


Proteobacteria; 


192124 Bacteria_16S 
strain SB2B 16S r 


Proteobacteria; 


192124 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
192124 Bacteria_16S 
strain NS51 16S r 


Firmicutes; 


Proteobacteria; 


192124 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 


Desulfobacca. 


192124 Bacteria_16S 
thermophila strai 
Proteob 
192124 Bacteria_16S 
strain 7-2 16S ri 


Bacteria; 


Proteobacteria; 


192124 Bacteria_16S 
strain 7-1 16S ri 


Proteobacteria; 


192124 Bacteria_16S 
autotrophica stra 
autotrophica Bact 


Sulfurimonas. 


192124 Bacteria_16S 
rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 
192124 Bacteria_16S 
acidiphilus strai 
acidiphilus Bacte 
192124 Bacteria_16S 


strain KMM 1406 
Proteobacteria; 


Bacteria; 


192124 Bacteria_16S 
strain W1-2B 16S ribosomal RNA, partial sequence 


Lacto 
192124 Bacteria_16S 
strain SH22623 16 


998078 998053 93 118 gi 
acteria; Gammaproteobacteria; Thiotric 
999590 999565 93 118 gi 


acteria; Gammaproteobacteria; Thiotric 
1001110 1001085 93 118 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1002635 1002602 93 126 gi 
ibosomal RNA, partial sequence 


G 


B 
1004106 1004073 93 126 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1005631 1005598 93 126 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


G 


1007148 1007115 93 126 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1008611 1008578 93 126 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


gi 


B-Al 16S ribosomal RNA, partial sequen 


Ch-1 16S ribosomal RNA, partial sequen 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
192124 Bacteria_16S 
strain ATCC 33433 


1006359 10077 


1007814 10092 


al sequenc 
eria; Alte 


265678373 


265678372 


romonadales; 


ref|NR_028675. 


ref |NR_028674. 


e 1004861 10063 
Ps 


0 


e 


265678379|ref|NR_028681.1| Thiomicrospira 

ce 997291 998749 Thiomicrospira kuenenii 

hales; Piscirickettsiaceae; Thiomicrospira. 

265678378|ref|NR_028680.1| Thiomicrospira 

ce 998800 1000269 Thiomicrospira chilensis 

hales; Piscirickettsiaceae; Thiomicrospira. 

265678377|ref|NR_028679.1| Thiomicrospira frisia 
1000320 1001783 Thiomicrospira frisia Bacteria; 

cirickettsiaceae; Thiomicrospira. 

265678376|ref|NR_028678.1| Azovibrio restrictus 
1001834 1003301 Azovibrio restrictus Bacteria; 

; Azovibrio. 
265678375|ref|NR_028677.1| Kluyvera ascorbata 
1003352 1004810 Kluyvera ascorbata Bacteria; 
Enterobacteriaceae; Kluyvera. 
265678374|ref|NR_028676.1| Pseudoalteromonas 


8 Pseudoalteromonas 
udoalteromonadaceae; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


1010117 1010084 93 126 gi|265678371|ref|NR_028673.1| Shewanella algae 

ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
1011667 1011634 93 126 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
1022346 1022313 93 126 gi|265678363|ref|NR_028665.1| Streptococcus 
ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

1023917 1023884 93 126 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
ibosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

1025368 1025335 93 126 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 


S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Rhizo 
1026895 1026862 93 126 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1029898 1029873 93 118 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1036040 1036007 93 126 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1037580 1037547 93 126 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1054334 1054301 93 126 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


B 


B 


1057347 1057314 93 126 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1063489 1063456 93 126 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1066491 1066458 93 126 gi 
1 
G 
1067948 1067915 93 126 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 


1024681 10260 


1035238 10367 


1036784 10382 


6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
192124 Bacteria_16S 
yabuuchiae strain 
Proteob 


biaceae; 
265678360 
uence 

ia; Syntro 


265678358 
nce 10291 
hales; Pis 
265678354 


alobactera 
265678353 


mamonadace 
265678341 
uence 
teria; 


265678339 
al sequenc 
eria; Rhiz 


265678335 
uence 


265678333 
265678332 


ence 10672 
onadales; 


1069450 1069417 93 126 gi 


Campylo 


acillaceae; 


ref 
1026088 10275 
phobacterales; 


ref 


ciri 
ref 


ceae; 


ref 


ae; 
ref 

1053566 10550 
bacterales; 


ref 
e 1056603 10580 
obiales; Bradyr 


ref 

1062699 10642 
3; Alicyclobacil 
ref 
52 Rheinheimera 
Rheinheimera. 
ref 
03 1068656 Sphin 
Sphingomonadace 


265678331 


ref 


NR_028660.1 
05 1030582 Thiomi 
ckettsiacea 
NR_028656.1 
33 Herbaspirillum putei Bacteria; 
Herbaspir 
NR_028655.1 
67 Curvibacter gracilis Bacteria; 
Curvibacter 
NR_028643.1 


NR_028641.1 


NR_028637.1 


NR_028635.1 


NR_028634.1 


NR_028633.1 
1068707 1070133 Brevundimonas nasdae Bacteria; 


9 
s 


e 


i 


0 


8 
h 


3 


ni 


g 
a 


37 Rhizobium yanglingense Bacteria; 
Rhizobium/Agrobac 
NR_028662.1 


terium group; Rhizobium. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Herbaspirillum putei 


, 


llum. 
Curvibacter gracilis 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Alicyclobacillus 

1 Alicyclobacillus 

us. 

Rheinheimera pacifica 


pacifica Bacteria; 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 


Brevundimonas nasdae 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 


192124 Bacteria_16S 
strain JCM 21370 


1070941 1070908 93 


126 gi 


16S ribosomal RNA, partial sequence 1070184 10716 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


192124 Bacteria_16S 1073859 1073826 93 
tardaugens strain 
Bacteria; 


192124 Bacteria_16S 1078251 1078218 93 


126 gi 


ARI-1 16S ribosomal RNA, partial sequ 
Proteobacteria; Alphaproteobacteria; 


126 gi 


strain DAPP-PG 224 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 1079762 1079729 93 
strain 21F-2 16S 


ribosomal RNA, partial sequence 


Sphingomonadales; 


126 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


192124 Bacteria_16S 
strain NAFOO1 16S 
Firmicutes; Bacillales; 
192124 Bacteria_16S 


1081265 1081232 93 


Bacillaceae; 
1084226 1084193 93 


strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadacea 


Alphaproteobacteria; 
192124 Bacteria_16S 
1139 16S ribosomal RNA, 
Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 1088901 1088868 93 


Sphingomonadales; 
1087338 1087305 93 


psychrophila strain E-3 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Pseudomo 


Bacteria; 


192124 Bacteria_16S 1093487 1093454 93 


ribosomal RNA, partial sequence 
Bacillus. 


complete sequence 


126 gi 


126 gi 


126 gi 


1086532 1088056 Bacil 


126 gi 


126 gi 


indonesiensis strain 5H-1 16S ribosomal RNA, partial se 
indonesiensis Bacteria; Proteobacteria; Alphaproteobact 


Acetobacter. 
192124 Bacteria_16S 


1094932 1094899 93 


126 gi 


strain NBRC 13755 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 


192124 Bacteria_16S 1096372 1096339 93 


126 gi 


orleanensis strain NBRC 13752 16S ribosomal RNA, partia 
orleanensis Bacteria; Proteobacteria; Alphaproteobacter 


Acetobacter. 

192124 Bacteria_16S 
strain TO-931 16S 
Firmicutes; Clostridia; Clostridiales; 
192124 Bacteria_16S 1102365 1102332 93 
strain 14 16S ribosomal 


1100864 1100831 93 


192124 Bacteria_16S 1117657 1117624 93 
strain I-273 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
192124 Bacteria_16S 1119105 1119072 93 
ATCC 35469 16S ribosomal 
Bacteria; 
192124 Bacteria_16S 1126685 1126652 93 
wolinii strain DB 16S ribosomal 
Bacteria; Proteobacteria; 
Syntrophobacter. 
192124 Bacteria_16S 
pametensis strain 
pametensis Bacteria; 
Helicobacter. 
192124 Bacteria_16S 


1128193 1128160 93 


1129704 1129671 93 


strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Ricke 
Rickettsiales; 


Proteobacteria; Alphaproteobacteria; 
fever group. 
192124 Bacteria_16S 


1141819 1141786 93 


ribosomal RNA, partial sequence 
RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


partial sequence 
Streptococcaceae; 


RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enteroba 


Deltaproteobacteria; 


126 gi 


126 gi 


1101592 11031 


126 gi 


Streptoc 
126 gi 


RNA, partial sequence 


126 gi 
Syntroph 
126 gi 


B9A Seymour 16S ribosomal RNA, partia 
Proteobacteria; Epsilonproteobacte 


126 gi 
Ric 


126 gi 


witflariensis strain W-50 16S ribosomal RNA, partial se 


witflariensis Bacteria; 
Sphingopyxis. 


192124 Bacteria_16S 1143345 1143312 93 


Proteobacteria; Alphaproteobact 


126 gi 


phragmitetus strain C6-19 16S ribosomal RNA, partial se 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacte 


Pannonibacter. 
192124 Bacteria_16S 


1144901 1144868 93 


Sphingomonadales; 


1079018 10804 


1080469 10819 


1100149 11015 


Clostridiaceae; 


1116890 11182 


1118333 11198 


kettsiacea 


quence 
eria; 


quence 


265678330 


265678328 
ence 10731 


265678324 
10775 
Sphingomon 
265678323 


Acetobacte 
265678322 


265678320 


e; Sphingo 
265678318 


265678317 
ence 10881 
nadales; P 
265678314 
quence 
eria; Rhod 
265678313 

10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


265678309 


Clostridiu 
265678308 


ococcineae 
265678297 


occus. 
228716249 


cteriales; 

253680772 
11259 

obacterale 


253680771 
1 sequence 
ria; Campy 


253680770 


253680762 


253680761 


ria; 


126 gi 


ref 


Rhodospirillaceae; 


ref 


ref 
adac 
ref 
ref 
ref 
ref 


lus 


ref 


ospi 
ref 


Acet 


piri 
ref 


m. 
ref 


> Mi 
ref 
ref 


Ent 
ref 


s; S 


ref 


R 


loba 
ref 
ttsi 


e; R 


ref 


ref 


253680760 


thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


ref 


37 1074554 Novos 


43 1095577 Acetob 


82 Streptococcus 


86 1127376 Syntro 


127427 112890 


1141076 114255 
Sphingom 


1142608 114408 
Rhodobact 


NR_028632.1 


NR_028630.1 


NR_028626.1 


eae; 
NR_028625.1 


Acetobac 
NR_028624.1 


NR_028622.1 


gobium amiense Bacteria; 
bium. 


NR_028620.1 


akibai Bacteria; 


NR_028619.1 


rillales; 
NR_028615.1 


obacteraceae 


llales; 


NR_028611.1 


NR_028610.1 
crobacteriac 
NR_028598.1 
NR_027549.1 


erobacteriac 
NR_028020.1 


yntrophobact 
NR_028019.1 
cterales; He 
NR_028018.1 


a rickettsii 
ickettsieae; 


NR_028010.1 
onadales; Sp 
NR_028009.1 


erales; Rhod 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 
Tistrella. 


Novosphingobium 


phingobium tardaugens 
Sphingomonadaceae; Novosphingobium. 


Sphingomonas melonis 


29 1078967 Sphingomonas melonis Bacteria; 
Sphingomonas. 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 
raceae; 


ter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Sphingobium amiense 
Proteobacteria; 


Bacillus akibai strain 
Firmicutes; 


Pseudomonas 


07 1089634 Pseudomonas psychrophila 
seudomonadaceae; 


Pseudomonas. 
Acetobacter 
2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 

acter peroxydans 

; Acetobacter. 
Acetobacter 

0 Acetobacter 

obacteraceae; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Syntrophobacter 
phobacter wolinii 
eraceae; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 
Sphingopyxis 

7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


NR_028008.1 


R 


Pseudomonas 


144133 1145561 Pseudomonas 


192124 Bacteria_16S 


strain Ter6 


Proteobacteria; Betaproteobacteria; 
192124 Bacteria_16S 


lucentensis 
Bacteria; 


192124 Bact 
DSM 


192124 Bact 


peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 


192124 Bact 
DSM 
Bacteria; 
192124 Bact 
DSM 
Bacteria; 
192124 Bact 
c91 


192124 Bact 


ATCC BAA-548 16S 
Bacteria; Lentisphaerae; 


192124 Bact 
colihominis 


192124 Bact 
ATCC 43969 
Bacteria; 

192124 Bact 
ATCC 29909 
Bacteria; 

192124 Bact 
ATCC 33641 
Bacteria; 

192124 Bact 


Proteobacteria; 
192124 Bacteria_16S 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
192124 Bacteria_16S 

1279 16S ribosomal RNA, 
Deinococcus-Thermus; 


16795 16S ribosomal 
Firmicutes; 


12563 16S ribosomal 
Spirochaetes; 


16S ribosomal 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


1146385 1146352 93 126 
16S ribosomal RNA, partial sequence 


1150859 1150826 93 
strain QMT2 


126 


1153834 1153801 93 126 


1158409 1158376 93 

partial sequence 

Deinococci; Thermales; 
1162988 1162955 93 


126 


eria_16S 126 


9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiot 
Deinococcus-Thermus; 


Deinococci; Thermales; 
eria_16S 1172132 1172087 81 126 
11002 


11002 Bacteria; Synergistetes; 
1176691 1176658 93 

RNA, partial sequence 
Clostridia; Clostridiales; 
1178184 1178139 81 126 
RNA, partial sequence 


eria_16S 126 


eria_16S 


eria_16S 1179693 1179660 93 
RNA, partial sequence 


126 


eria_16S 1181224 1181191 93 
ribosomal RNA, 


126 
partial sequence 
1184216 1184183 93 


eria_16S 126 


DSM 17241 16S ribosomal RNA, partial sequence 
17241 Bacteria; Firmicutes; 


Clostridia; 
1185679 1185646 93 126 


RNA, partial sequence 


eria_16S 


1187190 1187157 93 126 


RNA, partial sequence 


eria_16S 


1188701 1188668 93 126 


RNA, partial sequence 


eria_16S 


eria_16S 1190212 1190179 93 126 


ATCC 43970 
Bacteria; 

192124 Bact 
13501 


192124 Bact 


tataouinensis TTB310 16S 
TTB310 Bacteria; 


192124 Bact 
DSM 
Bacteria; 
192124 Bact 
DSM 
Bacteria; 
192124 Bact 


strain 01-570-1 1 


Firmicutes; 


192124 Bacteria_16S 
strain R-4079 16S 
Proteobacteria; 
192124 Bacteria_16S 
strain R-4069 16S 
Proteobacteria; 
192124 Bacteria_16S 
schoenbuchensis s 
schoenbuchensis B 
192124 Bacteria_16S 


16S ribosomal 
Proteobacteria; 


16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 


RNA, partial sequence 


1193250 1193217 93 
complete sequence 


eria_16S 126 


eria_16S 1197912 1197879 93 126 


eria_16S 1199357 1199324 93 126 


18053 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Sphingobacteria; 


eria_16S 1210001 1209968 93 126 


14365 16S ribosomal RNA, partial sequence 
Proteob 


eria_16S 1220401 1220368 93 126 


Lactobacillales; 


1228004 1227971 93 126 


Burkholderiales; 


16S ribosomal RNA, partial sequence 11501 
Alphaproteobacteria; Rhodospirillales; 


Thermaceae; 


Thermaceae; 


16S ribosomal RNA, partial sequence 
Synergistia; 


Clostridiaceae; 


Spirochaetales; Brachyspiraceae; 


1178919 1180416 


Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomona 


Victivallales; Victivallaceae; 


Clostridiales; 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


1192457 1193978 
Burkholderiales; Alcaligenace 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderia 


Sphingobacteriales; 


acteria; Deltaproteobacteria; Myxococcales; 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofustis 


1229540 1229507 93 


1232572 1232539 93 


1237162 1237129 93 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


126 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


126 


train R1 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


126 


gi| 253680759 
1145612 11470 


Oxalobacteraceae; 


gi| 253680756 


gi| 253680754 


gi|228721491 


1157686 1159115 Meiothermus ruber DSM 
Meiothermus. 


gi|228720981 


228719312 
11713 
Syn 


gi 


11773 


11788 
Brachysp 
228717704 
Nitro 


gi 


gi|228717635 
1180467 11819 
Victivall 
228717037 
11834 


gi 


Ruminococc 
gi|228716090 
1184900 11863 


228715722 
Borde 


gi 


228715504 
11971 


gi 


gi|228715480 
1198618 12000 
Fle 
gi|228715350 
1209193 12106 
Nann 
219878362 


gi 


219878281 
1227244 12287 


gi 
gi|219878280 
1228770 12302 
gi|219878271 


Rh 


onaceae; Photobacterium. 


Meiothermus. 


ref|NR_028007.1| Collimonas fungivorans 
64 Collimonas fungivorans Bacteria; 
Collimonas. 
ref|NR_028004.1| Thalassospira 

78 1151571 Thalassospira lucentensis 
Rhodospirillaceae; Thalassospira. 
ref|NR_028002.1| Photobacterium indicum 
25 Photobacterium indicum Bacteria; 


Meiothermus ruber DSM 
1279 Bacteria; 


ref|NR_027614.1 


ref|NR_027600.1 
hermus silvanus 


Meiothermus silvanus 
DSM 9946 Bacteria; 


ref|NR_027582.1| Dethiosulfovibrio 
45 1172849 Dethiosulfovibrio 
ergistales; Synergistaceae; 


ref|NR_027573.1| Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 
Clostridium. 
ref|NR_027570.1| Brachyspira murdochii 
68 Brachyspira murdochii DSM 12563 

ira. 
ref|NR_027566.1 
somonas eutropha C91 Bacteria; 

daceae; Nitrosomonas. 

ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 
is. 
ref|NR_027558.1] Anaerotruncus 

85 1184849 Anaerotruncus colihominis DSM 
aceae; Anaerotruncus. 

ref|NR_027546.1| Yersinia mollaretii 

60 Yersinia mollaretii ATCC 43969 
Enterobacteriaceae; Yersinia. 
ref|NR_027545.1| Yersinia intermedia 

71 Yersinia intermedia ATCC 29909 
Enterobacteriaceae; Yersinia. 
ref|NR_027544.1| Yersinia frederiksenii 
82 Yersinia frederiksenii ATCC 33641 
Enterobacteriaceae; Yersinia. 
ref|NR_027543.1| Yersinia bercovieri 

93 Yersinia bercovieri ATCC 43970 
Enterobacteriaceae; Yersinia. 


Nitrosomonas eutropha 


ref|NR_027537.1| Bordetella hinzii LMG 
tella hinzii LMG 13501 Bacteria; 

ae; Bordetella. 

ref|NR_027534.1| Ramlibacter 


311198567 Ramlibacter tataouinensis 
les; Comamonadaceae; Ramlibacter. 
ref|NR_027533.1| Dyadobacter fermentans 
10 Dyadobacter fermentans DSM 18053 
xibacteraceae; Dyadobacter. 
ref|NR_027522.1| Haliangium ochraceum 
99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_025501.1| Allofustis seminis 

16 Allofustis seminis Bacteria; 


ref 


gi|219878251 


izobiales; 
ref 


NR_025420.1 


Cellvibri 
NR_025419.1 


Cellvibri 
NR_025410.1 
1231844 123328 
Barto 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 
aceae; 
ref 
55 Cellvibrio gandavensis Bacteria; 
aceae; 
ref 


oO. 
Cellvibrio gandavensis 


oO. 
Bartonella 
9 Bartonella 
nellaceae; Bartonella. 


NR_025390.1 


Parasporobacterium 


paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 


192124 Bacteria_16S 
i in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


niigataensis stra 
niigataensis Bact 


192124 Bacteria_16S 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


temperatum strain 
temperatum Bacter 


metallireducens s 
metallireducens B 


192124 Bacteria_16S 
rain ATCC 35535 16S ribosomal RNA, partial seque 
Spirochaetales; 


subsp. paredis st 
socranskii subsp. 


192124 Bacteria_16S 
rain ATCC 35534 16S ribosomal RNA, partial seque 
Spirochaetales; 


subsp. buccale st 
socranskii subsp. 


192124 Bacteria_16S 
n DSM 6472 16S ribosomal RNA, partial 
Bacillales; 


limnophilus strai 
limnophilus Bacte 


192124 Bacteria_16S 


strain A431 16S r 
Proteobacteria; G 


192124 Bacteria_16S 
19172 16S ribosomal RNA, partial sequence 12588 
Deinococci; 


radiopugnans ATCC 
19172 Bacteria; D 


192124 Bacteria_16S 
strain UR/MT95 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 
192124 Bacteria_16S 


1238665 1238632 93 


1240181 1240148 93 


1243169 1243136 93 


1244708 1244675 93 


acteria; Firmicutes; 
1252072 1252039 93 


paredis Bacteria; 
1253599 1253566 93 


buccale Bacteria; 
1255131 1255098 93 


ria; Firmicutes; 


1258163 1258130 93 


1259635 1259602 93 


einococcus-Thermus; 


1267223 1267190 93 


1277623 1277590 93 


Spirochaetes; 


Spirochaetes; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


126 gi 


126 gi 


126 gi 


SDW 018 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteri 
192124 Bacteria_16S 
train 853-15 16S ribosomal RNA, partial 
Clostridia; 


126 gi 


126 gi 
126 gi 


126 gi 


Paenibacillaceae; B 


126 gi 


126 gi 


Deinoc 


126 gi 


126 gi 


ganghwensis strain JC2041 16S ribosomal RNA, partial se 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacter 


192124 Bacteria_16S 


strain LMG 20598 
Proteobacteria; B 


192124 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


192124 Bacteria_16S 


strain NCIMB 7030 


192124 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterale 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


192124 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 
Clostridiales; 


cellulosolvens 6 
Bacteria; Firmicu 


192124 Bacteria_16S 


owensensis OL 16S 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 

192124 Bacteria_16S 1306326 1306293 93 126 gi| 219846269 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Stark 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
192124 Bacteria_16S 1309313 1309280 93 126 gi| 228721488 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequ 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacte 
Hyphomicrobium. 

192124 Bacteria_16S 1310786 1310753 93 126 gi| 228721487 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial s 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobac 
Hyphomicrobium. 

192124 Bacteria_16S 1312323 1312290 93 126 gi| 228721465 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xant 
Xanthomonas. 

192124 Bacteria_16S 1313865 1313832 93 126 gi| 228718892 


brockii subsp. brockii strain HTD4 


1283573 1283540 93 


16S ribosomal RNA, partial sequence 1282800 12842 


126 gi 


etaproteobacteria; Burkholderiales; Bu 


1292688 1292655 93 


126 gi 


icus strain VT8 16S ribosomal RNA, par 


icus Bacteria; 


1298775 1298726 1 


Proteobacteria; 


Gammapr 


50 gi 


55 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


1301712 1301679 93 


tes; Clostridia; 
losiruptor. 

1303234 1303201 93 
tes; Clostridia; 
1304822 1304789 93 


ribosomal RNA, partial sequence 


126 gi 


126 gi 
Eubact 


126 gi 


Clostridiales; 


1257400 12588 
onaceae; Vibrio. 


1266430 12679 


1304017 13055 


219878163 
sequence 
Rhizo 

219878162 
equence 
Rhizob 
219878114 


a; Rhizobi 
219857537 


sequence 


219857241 


219857240 


219857194 


sequence 


219856813 


219846811 


occales; D 
219846423 


219846127 
quence 

ia; Altero 
219846066 


rkholderia 
228716433 
tial seque 
oteobacter 


219846893 
12979 

ococcineae 

219846639 


s; Thermoa 


219846514 


eriaceae; 
219846460 


ref |NR_025302.1| Aminobacter 
1237929 1239394 Aminobacter 
biales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025301.1| Aminobacter 

1239445 1240914 Aminobacter 
iales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025253.1| Mesorhizobium 

1242462 1243864 Mesorhizobium 
ales; Phyllobacteriaceae; Mesorhizobium. 
ref|NR_025125.1| Desulfitobacterium 

1243915 1245428 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref|NR_024869.1| Treponema socranskii 
nce 1251289 1252767 Treponema 
Spirochaetaceae; Treponema. 
ref|NR_024868.1| Treponema socranskii 
nce 1252818 1254294 Treponema 
Spirochaetaceae; Treponema. 
ref|NR_024822.1| Brevibacillus 

1254345 1255845 Brevibacillus 
revibacillus. 
ref|NR_024632.1| Vibrio halioticoli 
27 Vibrio halioticoli Bacteria; 


ref|NR_026403.1| Deinococcus 
78 1260346 Deinococcus radiopugnans ATCC 
einococcaceae; Deinococcus. 
ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 
ceae; Massilia. 
ref|NR_025717.1] Thalassomonas 

1276861 1278268 Thalassomonas 
monadales; Colwelliaceae; Thalassomonas. 
ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 
ceae; Burkholderia. 
ref|NR_027551.1| Marinobacter 
nce 1291904 1293412 Marinobacter 
ia; Alteromonadales; Alteromonadaceae; 


ref|NR_026485.1| Brevibacterium avium 
19 1299312 Brevibacterium avium Bacteria; 
; Brevibacteriaceae; Brevibacterium. 

ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026106.1| Eubacterium 
66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref 
eya 


NR_025859.1| Starkeya novella DSM 
novella Bacteria; Proteobacteria; 


ref|NR_027611.1| Hyphomicrobium facile 
ence 1308596 1310018 Hyphomicrobium 
ria; Rhizobiales; Hyphomicrobiaceae; 
ref|NR_027610.1| Hyphomicrobium facile 
equence 1310069 1311491 Hyphomicrobium 
teria; Rhizobiales; Hyphomicrobiaceae; 
ref|NR_027606.1| Xanthomonas arboricola 


1311542 1313043 Xanthomonas arboricola 
homonadales; Xanthomonadaceae; 


16S ribosomal RNA, partial sequence 


ref|NR_027577.1| Thermoanaerobacter 


1313094 1314606 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


rales; 


Thermoanaerobacteraceae; 


Thermoanaerobacter. 


192124 Bacteria_16S 


dysgalactiae subs 


Streptococcaceae; 


192124 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


192124 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


192124 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


192124 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


192124 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


192124 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


192124 Bacteria_16S 


DSM 
Proteobacteria; 


9799 16S ribo 
G 


192124 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


192124 Bacteria_16S 


Och 149 16S ribos 
Proteobacteria; A 


192124 Bacteria_16S 


diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 


192124 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


192124 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


192124 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


192124 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


192124 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


192124 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


192124 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


192124 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


192124 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


192124 Bacteria_16S 
turnerae strain T7902 16S ribosomal RNA, partial sequence 


1323190 1323157 93 126 gi 
p- dysgalactiae strain ATCC 43078 16S 


Streptococcus. 

1324730 1324697 93 126 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1329240 1329207 93 126 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1332408 1332363 81 126 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1338431 1338398 93 126 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


1339903 1339870 93 126 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1341482 1341449 93 126 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1343063 1343030 93 126 gi 


ammaproteobacteria; Alteromonadales; F 
1347707 1347674 93 126 gi 
in MPOB 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Deltaproteo 
eae; Syntrophobacter. 
1352235 1352202 93 
omal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1353677 1353644 93 126 gi 
rain PAl 5 16S ribosomal RNA, partial 
1 5 Bacteria; Proteobacteria; Alphapro 


126 gi 


1356749 1356716 93 126 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1359698 1359665 93 126 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

1362700 1362667 93 126 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1364171 1364138 93 126 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1365601 1365568 93 126 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1368783 1368750 93 126 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1370306 1370273 93 126 gi 


acteria; Alphaproteobacteria; Rhodobac 
1373338 1373305 93 126 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1376430 1376397 93 126 gi 
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192124 Bacteria_16S 1379413 1379380 93 126 gi| 228717469 |ref|NR_027563.1| Oceanibulbus indolifex 
HEL-45 16S ribosomal RNA, partial sequence 1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanibulbus. 

192124 Bacteria_16S 1380837 1380804 93 126 gi|228717274|ref|NR_027561.1| Methylocella 
silvestris strain BL2 16S ribosomal RNA, partial sequence 1380115 1381523 Methylocella silvestris BL2 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

192124 Bacteria_16S 1382361 1382328 93 126 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

192124 Bacteria_16S 1383885 1383852 93 126 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

192124 Bacteria_16S 1385413 1385380 93 126 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

192124 Bacteria_16S 1386924 1386891 93 126 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 
strain STM815 16S ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

192124 Bacteria_16S 1388439 1388406 93 126 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

192124 Bacteria_16S 1391280 1391247 93 126 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
192124 Bacteria_16S 1392809 1392776 93 126 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 
strain MP145 16S ribosomal RNA, partial sequence 1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

192124 Bacteria_16S 1397319 1397286 93 126 gi|228715764|ref|NR_027539.1| Methylobacterium 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

192124 Bacteria_16S 1398840 1398807 93 126 gi| 228715357 |ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 

192124 Bacteria_16S 1400323 1400290 93 126 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

192124 Bacteria_16S 1403320 1403287 93 126 gi|219857444|ref|NR_025032.1| Pseudoalteromonas 
ulvae strain UL12 16S ribosomal RNA, partial sequence 1402605 1403959 Pseudoalteromonas ulvae 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

192124 Bacteria_16S 1404815 1404782 93 126 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

192124 Bacteria_16S 1406292 1406259 93 126 gi|219857143|ref|NR_024771.1| Acetobacter 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 1405568 1406981 Acetobacter 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

192124 Bacteria_16S 1407754 1407721 93 126 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

192124 Bacteria_16S 1409304 1409271 93 126 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 1410802 1410769 93 126 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

192124 Bacteria_16S 1412316 1412283 93 126 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 1413034 Algicola sagamiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 

192124 Bacteria_16S 1413815 1413782 93 126 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

192124 Bacteria_16S 1415325 1415292 93 126 gi| 224581448 |ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

192124 Bacteria_16S 1419904 1419871 93 126 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


192124 Bacteria_16S 1424527 1424494 93 126 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

192124 Bacteria_16S 1429219 1429186 93 126 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 

192124 Bacteria_16S 1435366 1435333 93 126 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

192124 Bacteria_16S 1436918 1436885 93 126 gi|224581430|ref|NR_027212.1| Oceanithermus 
profundus strain 506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

192124 Bacteria_16S 1438470 1438437 93 126 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

192124 Bacteria_16S 1443112 1443079 93 126 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

192124 Bacteria_16S 1444620 1444587 93 126 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 

192124 Bacteria_16S 1455212 1455179 93 126 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
192124 Bacteria_16S 1456721 1456688 93 126 gi|224581416|ref|NR_027197.1| Achromobacter 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

192124 Bacteria_16S 1459544 1459511 93 126 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

192124 Bacteria_16S 1462649 1462616 93 126 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

192124 Bacteria_16S 1465707 1465674 93 126 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

192124 Bacteria_16S 1467204 1467171 93 126 gi|224581408|ref|NR_027189.1| Treponema putidum 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 1467891 Treponema putidum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

192124 Bacteria_16S 1468715 1468682 93 126 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

192124 Bacteria_16S 1471796 1471763 93 126 gi|224581405|ref|NR_027186.1| Achromobacter 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
192124 Bacteria_16S 1473186 1473153 93 126 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

192124 Bacteria_16S 1480932 1480899 93 126 gi|219878371|ref|NR_025510.1] Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

192124 Bacteria_16S 1485443 1485410 93 126 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

192124 Bacteria_16S 1486960 1486927 93 126 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
192124 Bacteria_16S 1491525 1491492 93 126 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 1493011 1492978 93 126 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

192124 Bacteria_16S 1495997 1495964 93 126 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 


9187 strain TA 4r 


16S ribosomal RNA, complete sequence 


14952 


67 1496682 Tolumonas auensis DSM 9187 


Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tolumonas. 


192124 Bacteria_16S 


strain USDA 9030 


1503425 1503392 93 126 gi 


16S ribosomal RNA, partial sequence 1502684 15041 


219846475 


ref|NR_026067.1| Rhizobium tropici 
57 Rhizobium tropici Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

192124 Bacteria_16S 1506362 1506329 93 126 gi|219846365|ref|NR_025956.1| Thermoanerobacter 

brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

192124 Bacteria_16S 1511067 1511034 93 126 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 

ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 

ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

192124 Bacteria_16S 1512439 1512406 93 126 gi|219878127|ref|NR_025266.1| Histophilus somni 

strain 8025 16S ribosomal RNA, partial sequence 1511717 1513077 Histophilus somni Bacteria; 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 

192124 Bacteria_16S 1513936 1513903 93 126 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 

strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 1515400 1515367 93 126 gi|219878113|ref|NR_025252.1| Mesorhizobium 

septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 

septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

Mesorhizobium. 

192124 Bacteria_16S 1518408 1518375 93 126 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 

strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

192124 Bacteria_16S 1519920 1519887 93 126 gi|219857617|ref|NR_025206.1| Hespellia porcina 

strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

192124 Bacteria_16S 1522996 1522963 93 126 gi|219857543|ref|NR_025131.1| Treponema parvum 

strain OMZ833 16S ribosomal RNA, partial sequence 1522207 1523691 Treponema parvum Bacteria; 

Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

192124 Bacteria_16S 1533690 1533657 93 126 gi|219857425|ref|NR_025013.1| Burkholderia 

cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 

cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 

Burkholderia; Burkholderia cepacia complex. 

192124 Bacteria_16S 1545930 1545897 93 126 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 

strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

192124 Bacteria_16S 1547444 1547411 93 126 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 

strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

192124 Bacteria_16S 1548949 1548916 93 126 gi|219857245|ref|NR_024875.1| Aquabacterium commune 

strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 

Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

192124 Bacteria_16S 1550415 1550382 93 126 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 

strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 

Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

192124 Bacteria_16S 1551883 1551850 93 126 gi|219857243|ref|NR_024871.1| Aquabacterium 

citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

192124 Bacteria_16S 1553371 1553338 93 126 gi|219857220|ref|NR_024848.1| Providencia stuartii 

strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

192124 Bacteria_16S 1554907 1554874 93 126 gi| 219857209 |ref|NR_024837.1| Anoxybacillus 

ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

192124 Bacteria_16S 1565197 1565152 81 126 gi|219846059|ref|NR_025649.1| Leptotrichia 

goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 

goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

192124 Bacteria_16S 1569738 1569705 93 126 gi|219878173|ref|NR_025312.1| Defluvibacter 

lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

192124 Bacteria_16S 1571277 1571244 93 126 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 

subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 

subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

192124 Bacteria_16S 1572756 1572723 93 126 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 

faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

192124 Bacteria_16S 1577332 1577299 93 126 gi|219846510|ref|NR_026102.1]| Clostridium 

papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 

2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 1578888 1578855 93 126 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 


strain SP1402 16S 


ribosomal RNA, partial sequence 


1578118 1579573 Pseudomonas balearica Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


192124 Bacteria_16S 
americanum strain 
americanum Bacter 


Sinorhizobium/Ens 


192124 Bacteria_16S 
lipocyclicus stra 
lipocyclicus Bact 
192124 Bacteria_16S 
16S ribosomal RNA, partial sequence 1582619 15841 


strain LMG 22166 
Firmicutes; Bacil 


192124 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


192124 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


192124 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


192124 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


192124 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


192124 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


192124 Bacteria_16S 


strain CM243 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
192124 Bacteria_16S 


stercoricanis str 
stercoricanis Bac 


192124 Bacteria_16S 


strain T4 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
192124 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


192124 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


192124 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


192124 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


192124 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


192124 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


192124 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


192124 Bacteria_16S 


strain IBS S6874 


Proteobacteria; G 


192124 Bacteria_16S 


strain DSM 5901 1 
Proteobacteria; A 


192124 Bacteria_16S 


Viridibacillus. 
126 gi 


lales; Planococcaceae; 


1584962 1584929 93 


Viridibacillus. 
126 gi 


lales; Planococcaceae; 


1588078 1588045 93 
bacillales; Enterococcaceae; Enterococcu 
1608130 1608097 93 126 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


qu 
te 


1609597 1609564 93 126 gi 
m strain CECT 5772 16S ribosomal RNA, 

atorum Bacteria; Firmicutes; Lactobaci 
1611036 1611003 93 126 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


pa 
11 


ue 
ia 


1612516 1612483 93 
in LMG 2 
eria; Pr 


126 gi 
2007 16S ribosomal RNA, partia 
oteobacteria; Alphaproteobacte 


1 
ri 


1615541 1615508 93 126 
ribosomal RNA, partial sequence 


gi 


au 
1623151 1623118 93 126 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1629151 1629118 93 126 gi 
osomal RNA, partial sequence 


ri 


ri 


1630673 1630640 93 126 gi 
Bacillus. 
126 


lales; Bacillaceae; 


1635335 1635302 93 gi 


omal RNA, partial sequence 
laceae; Bacillus. 

1638288 1638255 93 
omal RNA, partial sequence 


126 gi 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 


219878486 
16S ribosomal RNA, partial sequence 1587284 15887 


Ss. 


219878471 


ence 


219878470 
rtial se 
st 
219878469 


ales; 


nce 


v 


219878468 
sequence 
Rhodo 


a; 


219878466 
1614821 16162 
lobacter 
219878461 
eq 


uence 
a; 


219878453 


n S1 16S ribosomal RNA, partial sequence 16345 
tes; Bacillales; Planococcaceae; Planococcus. 
1636797 1636764 93 126 gi| 219878452 


1636012 1637452 Bacil 


219878451 
1637503 1638932 Bacil 


ria; Alt 


Rhodob 


Burkh 
219878457 
1628419 16298 
nckiacea 
219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


1580344 1580311 93 126 gi| 219878491 |ref|NR_025251.1| Sinorhizobium 
CFNEI 156 16S ribosomal RNA, partial sequence 1579624 1581060 Sinorhizobium 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
ifer group; Sinorhizobium. 
1581854 1581821 93 126 gi|219878490|ref|NR_025629.1| Rhodovarius 
in CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
eria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 
1583407 1583374 93 126 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025610.1 
1607365 160881 
eromonadales; Sh 


Shewanella 
2 Shewanella 
ewanellaceae; 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref |NR_025608.1 
1610323 161174 
acterales; Rhodo 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 
obacteraceae; 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 

aceae; Woodsholea. 

ref|NR_025600.1] Sutterella 

1622384 1623838 Sutterella 
olderiales; Alcaligenaceae; Sutterella. 
ref|NR_025596.1|] Methylocella tundrae 
34 Methylocella tundrae Bacteria; 

e; Methylocella 
ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


ref |NR_025592.1 
30 1635961 Planoc 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


Bacillus vireti strain 
ria; Firmicutes; 


NR_025590.1 
vireti Bacte 


laceae; Bacillus. 
1641301 1641268 93 126 gi| 219878449 |ref|NR_025588.1| Pseudomonas 
in CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
1642863 1642830 93 126 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 
ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

1644424 1644391 93 126 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 
ribosomal RNA, partial sequence 1643643 1645153 Pseudomonas antarctica Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

1645970 1645937 93 126 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

1647430 1647397 93 126 gi|219878444|ref|NR_025583.1| Stella vacuolata 
6S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

1648927 1648894 93 126 gi|219878443|ref|NR_025582.1| Stella humosa strain 


DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 


Alphaproteobacter 


ia; Rhodospirillales; Acetobacteraceae; 


Stella. 


192124 Bacteria_16S 


VKM B1479 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
192124 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


192124 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


192124 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


192124 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


192124 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


192124 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


192124 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


192124 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


192124 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


192124 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


192124 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


192124 Bacteria_16S 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


1650420 1650387 93 
osomal RNA, partial sequence 


126 gi 


1653507 1653474 93 126 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655054 1655021 93 126 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1656565 1656532 93 126 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1658114 1658081 93 126 gi 


gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1659669 1659636 93 126 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1661214 1661181 93 126 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1667349 1667316 93 126 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1670427 1670394 93 126 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1671954 1671921 93 126 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1680959 1680926 93 126 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1684052 1684019 93 126 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1686979 1686946 93 126 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 


192124 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


192124 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


192124 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


192124 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


192124 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


192124 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


192124 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


192124 Bacteria_16S 


echinoides strain 
echinoides Bacter 


192124 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


1688508 1688475 93 126 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

1690080 1690047 93 126 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1691620 1691587 93 126 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


1693191 1693158 93 126 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1694743 1694710 93 126 gi 


16S ribosomal RNA, partial sequence 1693968 169 


ammaproteobacteria; Pseudomonadales; P 
1696287 1696254 93 126 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1699385 1699352 93 126 gi 


somal RNA, partial sequence 1698596 1700102 Vibri 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1704002 1703969 93 126 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1707009 1706976 93 126 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


192124 Bacteria_16S 


strain OSBAC1 16S 


1708565 1708532 93 126 gi 
ribosomal RNA, partial sequence 


1649700 16511 


1652728 16542 


1654275 16557 


somal RNA, partial sequence 1657325 1658829 Vibri 


1658880 16603 


1669639 16711 


1671187 16725 


1687712 168 


1695512 16970 


1706248 17077 


219878442 


obacterace 
219878439 


anthomonad 
219878438 


anthomonad 
219878437 
sequence 
eria; Rhiz 
219878436 


219878435 


onaceae; G 
219878434 
sequence 
ccaceae; P 
219878430 
16665 
Enterobac 
219878428 


Clostridiu 
219878427 


Enterobac 
219878421 
uence 

i; Thermal 
219878419 
rtial sequ 
tridiales; 
219878417 
equence 
ia; Hydr 


, 


og 


219878415 
92 


219878414 
nce 16892 
coccus. 
219878413 
1 sequence 
ria; Pseud 


219878412 
equence 
iales; Pep 
219878411 
54 
seudomonad 
219878410 


seudomonad 
219878408 


219878405 
sequence 
a; Rhizobi 
219878403 


Clostridiu 
219878402 


ref|NR_025581.1 


ae; 
ref 


Labrys. 
NR_025578.1 


acea 
ref 


e; Thermomon 
NR_025577.1 


aceae; Thermomon 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025575.1 
o fortis Bacteri 
ref|NR_025574.1 
rimontia. 
ref|NR_025573.1 

1660434 166191 
aenisporosarcina 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025567.1 


m. 
ref 


NR_025566.1 


teriaceae; Enter 
ref|NR_025560.1 
1680196 168167 
Thermaceae; 
NR_025558.1 
168328 
Clostridiaceae; 
ref|NR_025556.1 
1686206 168766 
enophilales; Hyd 


es; 
ref 
ence 


ref|NR_025554.1 


ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


acea 
ref 
° po 


e; Pseudomon 
NR_025547.1 
meroyi Bacte 


ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025542.1 


m. 
ref 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Vibrio fortis strain 

a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Sporosarcina 
6 Paenisporosarcina 

Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Enterobacter cowanii 


48 Enterobacter cowanii Bacteria; 


obacter. 
Vulcanithermus 

6 Vulcanithermus 

Vulcanithermus. 
Clostridium 

5 1684702 Clostridium 
Clostridium. 
Tepidiphilus 

1 Tepidiphilus 

rogenophilaceae; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Planococcus 
occus rifietoensis 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 


Rheinheimera baltica 


NR_025541.1 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 


1707781 1709261 Rheinheimera baltica Bacteria; 


192124 Bacteria_16S 1711566 1711533 93 126 gi| 219878400 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 17122 


ref|NR_025539.1| Loktanella salsilacus 
58 Loktanella salsilacus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 


192124 Bacteria_16S 1720760 1720727 93 126 gi| 219878394 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 17214 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 
192124 Bacteria_16S 1725348 1725315 93 126 gi| 219878391 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
192124 Bacteria_16S 1732884 1732851 93 126 gi| 219878386 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 17335 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivib 
192124 Bacteria_16S 1734382 1734349 93 126 gi| 219878385 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lac 
192124 Bacteria_16S 1742049 1742016 93 126 gi| 219878379 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 


ref |NR_025533.1| Cetobacterium somerae 
59 Cetobacterium somerae Bacteria; 


ref|NR_025530.1| Comamonas kerstersii 

36 Comamonas kerstersii Bacteria; 

ae; Comamonas. 

ref|NR_025525.1| Butyrivibrio hungatei 

87 Butyrivibrio hungatei Bacteria; 

rio. 

ref|NR_025524.1| Pseudobutyrivibrio 
1733638 1735079 Pseudobutyrivibrio 

hnospiraceae; Pseudobutyrivibrio. 

ref|NR_025518.1| Anaerobiospirillum 
1741287 1742780 Anaerobiospirillum 


thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 


Anaerobiospirillum. 
192124 Bacteria_16S 1746715 1746670 4 49 gi| 219878376 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Thermomonosporaceae; Actinomadura. 
192124 Bacteria_16S 1749643 1749610 93 126 gi| 219878374 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
192124 Bacteria_16S 1751135 1751102 93 126 gi| 219878373 
strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
192124 Bacteria_16S 1752689 1752656 93 126 gi| 219878372 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


192124 Bacteria_16S 1769313 1769280 93 126 gi| 219878358 
strain 525 16S ribosomal RNA, partial sequence 1768558 17700 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
192124 Bacteria_16S 1776819 1776786 93 126 gi| 219878352 


strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 17774 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
192124 Bacteria_16S 1778343 1778310 93 126 gi| 219878351 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
192124 Bacteria_16S 1779892 1779859 93 126 gi| 219878350 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 

agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; P 
192124 Bacteria_16S 1791927 1791894 93 126 gi| 219878341 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


192124 Bacteria_16S 1793401 1793368 93 126 gi| 219878340 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 17941 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
192124 Bacteria_16S 1794956 1794923 93 126 gi| 219878339 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 1796441 1796408 93 126 gi| 219878338 


strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
192124 Bacteria_16S 1797995 1797962 93 126 gi| 219878337 
strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


192124 Bacteria_16S 1801008 1800975 93 126 gi| 219878335 
stellifer strain IS1 16S ribosomal RNA, partial sequence 18002 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 
192124 Bacteria_16S 1802576 1802543 93 126 gi| 219878334 


decolorationis strain LMG 19507 16S ribosomal RNA, partial sequen 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bac 
192124 Bacteria_16S 1808768 1808735 93 126 gi| 219878330 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 

antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Pla 


ref|NR_025515.1| Actinomadura 
1745863 1747300 Actinomadura 
etales; Streptosporangineae; 


ref|NR_025513.1| Acetobacter malorum 

60 Acetobacter malorum Bacteria; 

raceae; Acetobacter. 

ref|NR_025512.1| Acetobacter cerevisiae 
52 Acetobacter cerevisiae Bacteria; 
raceae; Acetobacter. 

ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


ref|NR_025497.1| Nautilia lithotrophica 
21 Nautilia lithotrophica Bacteria; 
Nautilia. 
ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 
ibrio. 
ref|NR_025490.1| Paenibacillus 

1777548 1779056 Paenibacillus 
Paenibacillus. 
ref|NR_025489.1| Paenibacillus 

1779107 1780619 Paenibacillus 
aenibacillus. 
ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 


ref|NR_025479.1| Vibrio pacinii strain 
16 Vibrio pacinii Bacteria; 

ibrio. 

ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 
ibrio. 
ref|NR_025474.1| Paenibacillus 
19 1801737 Paenibacillus stellifer 
ref|NR_025473.1| Bacillus 
ce 1801788 1803290 Bacillus 
illus. 
ref|NR_025469.1] Planococcus 
1807983 1809461 Planococcus 
nococcus. 


192124 Bacteria_16S 1814878 1814845 93 126 gi| 219878326 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 18155 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


ref|NR_025465.1| Fulvimonas soli strain 
95 Fulvimonas soli Bacteria; 
aceae; Fulvimonas. 


192124 Bacteria_16S 
alexandrii strain 
alexandrii Bacter 
192124 Bacteria_16S 
limicola strain G 
limicola Bacteria 
192124 Bacteria_16S 
denitrificans str 


denitrificans Bac 
Sterolibacterium. 


192124 Bacteria_16S 


strain DSM 497 16 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 1843981 1843948 93 126 gi|219878306|ref|NR_025445.1 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 18446 

Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

192124 Bacteria_16S 1845468 1845435 93 126 gi|219878305|ref|NR_025444.1 


strain vc 5 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricauli 
192124 Bacteria_16S 1846997 1846964 93 126 gi|219878304|ref|NR_025443.1 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 184771 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; S 
Shewanella. 

192124 Bacteria_16S 1850078 1850045 93 126 gi|219878302|ref|NR_025441.1 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 185079 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 
Thermomonas. 

192124 Bacteria_16S 1851565 1851532 93 126 gi|219878301|ref|NR_025440.1 


strain SE3104 16S 


sulfidifaciens st 
sulfidifaciens Ba 


192124 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


192124 Bacteria_16S 


strain ME102 16S 
Proteobacteria; 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


192124 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


192124 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


192124 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


192124 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


192124 Bacteria_16S 


schindleri strain 
schindleri Bacter 


192124 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


192124 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


192124 Bacteria_16S 


G 
192124 Bacteria_16S 


G 
192124 Bacteria_16S 


1828561 1828528 93 126 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1830112 1830079 93 126 gi 
olChil 16S ribosomal RNA, complete seq 
Proteobacteria; Betaproteobacteria; 
1836164 1836131 93 126 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


a; 


v 


e 
ri 


1842416 1842383 93 126 
S ribosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Rh 
1854502 1854469 93 126 gi 
rain CCUG 44365 16S ribosomal RNA, parti 
cteria; Firmicutes; Lactobacillales; Aer 
1857454 1857421 93 126 gi 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 

1862060 1862027 93 126 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1868215 1868182 93 126 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


oc 


ct 


1871241 1871208 93 126 
ibosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 


219878317 
qu 


219878316 
ue 
Rh 
219878311 


219878307 
1841624 18431 


1844748 18461 


1850849 18521 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


192124 Bacteria_16S 219878298 


219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


219878293 
1861284 18627 
0) 
219878289 
eq 


219878287 
1870444 18719 


lales; Bacillaceae; Geobacillus. 
1872790 1872757 93 126 gi| 219878286 |ref|NR_025425.1 
S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
1874306 1874273 93 126 gi|219878285|ref|NR_025424.1 
M597/99/10 16S ribosomal RNA, partial sequence 1873541 187493 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
1875771 1875738 93 126 gi| 219878284 |ref|NR_025423.1 


1874987 18764 


ref|NR_025456.1 
1827843 182926 
cterales; Hypho 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodoc 


ence 
Rhodoba 


nce 
odocycla 


sequence 
a; Rhodo 


ref |NR_025446.1 


llac 
ref 
nce 


odospiri eae; Roseosp 
NR_025437.1 

185372 
ae; Globicatell 
ref|NR_025435.1 


69 Trichococcus 


al seque 
ococcace 


cus. 
ref |NR_025432.1 


leiphilaceae; Oleiphilu 
ref|NR_025428.1 
1867493 186885 


izobiales; Beije 


uence 
eria; Rh 


ref |NR_025426.1 


ammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilu 
1878831 1878798 93 126 gi| 219878282 |ref|NR_025421.1 
n CS-K2 16S ribosomal RNA, partial sequence 1878060 187954 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
1888236 1888203 93 126 gi|219878273|ref|NR_025412.1 
LUH5832 16S ribosomal RNA, partial sequence 1887472 188893 
ia; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxe 
1889722 1889689 93 126 gi|219878272|ref|NR_025411.1 
PR5 16S ribosomal RNA, partial sequence 1888988 1890453 Mesorh 
acteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; M 
1894374 1894341 93 126 gi| 219878268 |ref|NR_025407.1 
DSM 1741 16S ribosomal RNA, partial sequence 1893578 189509 
ia; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
1897502 1897469 93 126 gi| 219878265 |ref|NR_025404.1 


monadaceae; 


a. 


Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Sterolibacterium 

8 Sterolibacterium 

yclaceae; 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
s. 


Shewanella 
2 Shewanella 
hewanellaceae; 


Thermomonas 
8 Thermomonas 


omonadaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


LPa. 
Globicatella 
6 1855215 Globicatella 


Trichococcus palustris 


palustris Bacteria; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 
s. 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Acinetobacter parvus 
parvus Bacteria; 

r. 

Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
Ss. 


Limnobacter 

7 Limnobacter 
lderiaceae; Limnobacter. 
Acinetobacter 

7 Acinetobacter 
llaceae; Acinetobacter. 
Mesorhizobium 

izobium chacoense 
esorhizobium. 
Desulfomicrobium 

4 Desulfomicrobium 
ulfomicrobiaceae; 


Bordetella trematum 


strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


192124 Bacteria_ 
106764 16S ri 
Lacto 
192124 Bacteria_ 
strain LUH 3792Ty 
Proteob 
192124 Bacteria_ 
azoreducens strai 


CIP 
Firmicutes; 


Bacteria; 


Bacteria; 


192124 Bacteria_ 
mannitolilytica s 
mannitolilytica Bacteria; 


Ralstonia. 


192124 Bacteria_ 


strain L1/68 16S 
Proteobacteria; 


strain DSM 12838 
Proteobacteria; 


192124 Bacteria_ 
strain CHOO1A 16S 
E 
192124 Bacteria_ 
nitrativorans str 
nitrativorans Bacteria; 
192124 Bacteria_ 
fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 
192124 Bacteria_ 


Proteobacteria; 


strain LMG 18419 
Firmicutes; 


strain LMG 17489 
Firmicutes; 


Proteobacteria; 


strain CF-43 16S 


Firmicutes; 


Alcaligenes. 


192124 Bacteria_ 


strain ET-5b 16S 
Firmicutes; 


Azospirillum. 


192124 Bacteria_16S 
frisingense strai 
frisingense Bacte 


Herbaspirillum. 


192124 Bacteria_16S 
strain CK58 16S r 
Clostridia; 


Firmicutes; 


192124 Bacteria_16S 
16S r 
Bacillales; 
192124 Bacteria_16S 

macestii strain M-9 16S ribosomal RNA, partial sequence 


strain 581 
Firmicutes; 


Firmicutes; 


G 
192124 Bacteria_ 


D 


Bacillales; 
192124 Bacteria_ 


Bacillales; 
192124 Bacteria_ 
strain Se-1111R 1 
B 
192124 Bacteria_ 
strain EDIV 16S r 


Bacil 
192124 Bacteria_16S 
doebereinerae str 
doebereinerae Bac 


16S 1903417 1903384 93 


16S 1913610 1913577 93 


16S 1915156 1915123 93 
Bacillales; 
16S 1922873 1922840 93 

Proteobacteria; 


16S 1927488 1927455 93 


16S 1933597 1933564 93 


16S 1935083 1935050 93 


16S 1936568 1936535 93 
Proteobacteria; 


16S 1939546 1939513 93 


16S 1942630 1942597 93 
Paenibacillaceae; 

16S 1945795 1945762 93 
Bacillaceae; 


16S 1947292 1947259 93 


16S 1956295 1956262 93 


16S 1959392 1959359 93 


16S 1960961 1960928 93 


16S 1965542 1965509 93 


16S 1968548 1968515 93 


1969936 1969903 93 


1971342 1971309 93 


Enterococcaceae; 


126 


bosomal RNA, partial sequence 
bacillales; Aerococcaceae; 


126 


pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


126 


n CM1l 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


126 


train LMG6866 16S ribosomal RNA, partial 


126 


ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


126 


16S ribosomal RNA, partial sequence 1932811 19342 
eltaproteobacteria; Desulfovibrionales; 


126 


ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 


126 


ain 23310 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


126 


in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


126 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillus. 


126 


16S ribosomal RNA, partial sequence 1945009 19464 
Bacillus. 


126 


6S ribosomal RNA, partial sequence 1946525 19480 
etaproteobacteria; Burkholderiales; Alcaligenace 


126 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_ 


Sphingomonadales; 


126 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
192124 Bacteria_ 
strain m2661/98/1 16S ribosomal RNA, partial sequence 
Lactobacillales; 
192124 Bacteria_ 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; 


126 


126 


126 


ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 


126 


ain GSF71 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


126 


n GSF30 16S ribosomal RNA, partial sequence 


Facklamia. 


Vagococcus. 


Incertae Sedis; 


gi|219878261 
1902626 19040 


gi|219878253 


gi|219878252 


gi|219878246 


gi|219878243 
1926697 19282 


gi|219878239 


gi|219878238 
1934336 19357 


gi| 219878237 


219878235 
sequence 


gi 


gi|219878233 


gi|219878231 


gi|219878230 


gi| 219878224 
1955571 19570 
Sphingomon 
gi| 219878222 
1958616 19601 


219878221 
19601 


gi 


gi|219878218 


gi|219878216 
1967755 19691 
Ther 
gi|219878215 
Rhod 


gi|219878214 


sequence 1922112 192356 
Betaproteobacteria; 


Desulfomicrobiaceae; 


Campylobacteraceae; 


Burkholderiales; 


ref |NR_025400.1 


ref |NR_025392.1 


ref |NR_025391.1 


ref|NR_025385.1 


ref |NR_025382.1 


ref|NR_025378.1 


ref|NR_025377.1 
49 Campylobacter 


ref|NR_025376.1 
1935800 193729 


ref|NR_025374.1 
1938810 194024 
ref|NR_025372.1 


47 Paenibacillus 


ref |NR_025370.1 


ref|NR_025369.1 


Bordetella. 
NR_025363.1 


ae; 
ref 


adaceae; Sphingo: 
ref|NR_025361.1 
16 Arthrobacter 
; Micrococcaceae 
ref|NR_025360.1 
67 1961603 Vagoco 


ref |NR_025357.1 

1964797 196621 
Burkholderiales 
ref|NR_025355.1 
micanus. 
ref|NR_025354.1 

1969231 197053 
ospirillales; Rh 


ref|NR_025353.1 
1970584 197204 


ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalob 
1972862 1972829 93 126 gi| 219878213 |ref|NR_025352.1 
ibosomal RNA, partial sequence 1972100 19735 
Clostridiales; Clostridiaceae; Clostridium. 
1974437 1974404 93 126 gi|219878212|ref|NR_025351.1 
ibosomal RNA, partial sequence 1973642 19751 
Planococcaceae; Marinibacillus. 
1977570 1977537 93 126 gi|219878210|ref|NR_025349.1 


Comamonadaceae; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Acinetobacter ursingii 


1912872 1914310 Acinetobacter ursingii 
Acinetobacter. 


Paenibacillus 


1914361 1915860 Paenibacillus azoreducens 
Paenibacillus. 


Ralstonia 
0 Ralstonia 


Burkholderiales; Burkholderiaceae; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 
Ignatzschineria. 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobium. 


Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Comamonas 

7 Comamonas 

Comamonas. 
Methylobacterium 

9 Methylobacterium 


Rhizobiales; Methylobacteriaceae; 


Paenibacillus cookii 
cookii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Sphingomonas pituitosa 


16 Sphingomonas pituitosa Bacteria; 


monas. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 
Vagococcus fessus 
ccus fessus Bacteria; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 


; Alcaligenaceae; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Herbaspirillum 
9 Herbaspirillum 


acteraceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Desulfomicrobium 


1976773 1978275 Desulfomicrobium macestii 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 


192124 Bacteria_16S 


anilini strain Anil 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 


192124 Bacteria_16S 


strain Cm al3 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; 


192124 Bacteria_16S 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacter 


Chondromyces. 
192124 Bacteria_16S 


apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteri 


Chondromyces. 

192124 Bacteria_16S 
strain DSM 5000 1 
Proteobacteria; 
192124 Bacteria_16S 


proteamaculans strain DSM 4543 16S ribosomal RNA, parti 
proteamaculans Bacteria; 


Serratia. 
192124 Bacteria_16S 
strain DSM 30063 
Proteobacteria; 

192124 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; 
192124 Bacteria_16S 
strain DSM 12358 
Proteobacteria; 

192124 Bacteria_16S 
strain DSM 4594 1 
Proteobacteria; 
192124 Bacteria_16S 
strain DSM 30118 
Proteobacteria; 

192124 Bacteria_16S 
DSM 5563 16S ribo 
Gammaproteobacteria; 
192124 Bacteria_16S 
proteus strain 42 
Bacteria; Proteob 
192124 Bacteria_16S 
strain 81H-380. 1 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
192124 Bacteria_16S 2003937 2003904 93 126 gi| 219878193 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
192124 Bacteria_16S 2005482 2005449 93 126 gi| 219878192 
strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 20061 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
192124 Bacteria_16S 2007028 2006995 93 126 gi| 219878191 
strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20077 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
192124 Bacteria_16S 2008572 2008539 93 126 gi| 219878190 
ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Entero 
Buttiauxella. 

192124 Bacteria_16S 2010131 2010098 93 126 gi| 219878189 
strain S1/6-571 16S ribosomal RNA, partial sequence 2009346 20108 


Proteobacteria; 
192124 Bacteria_16S 
jannaschiana stra 
jannaschiana Bacteria; 
192124 Bacteria_16S 

strain DSM 2665 1 


192124 Bacteria_16S 
strain ATCC 15260 16S 


Proteobacteria; Alphaproteobacteria; 


192124 Bacteria_16S 


strain MCS 25 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 


in ATCC 


6S ribos 
Proteobacteria; Alphaproteobacteria; 


1979134 1979101 93 


1982238 1982205 93 


1983823 1983790 93 


1985407 1985374 93 


1988529 1988496 93 


6S ribosomal RNA, partial sequence 1987760 19892 
Gammaproteobacteria; Enterobacteriales; 


1990077 1990044 93 
Proteobacteria; 


1991625 1991592 93 


16S ribosomal RNA, partial sequence 1990842 19923 
Gammaproteobacteria; Enterobacteriales; 


1993168 1993135 93 


6S ribosomal RNA, partial sequence 1992387 19938 
Gammaproteobacteria; Enterobacteriales; 


1994716 1994683 93 


16S ribosomal RNA, partial sequence 1993927 19 
Gammaproteobacteria; Enterobacteriales; 


1996251 1996218 93 


6S ribosomal RNA, partial sequence 1995493 19 
Gammaproteobacteria; Enterobacteriales; 


1997796 1997763 93 


16S ribosomal RNA, partial sequence 1997016 19 
Gammaproteobacteria; Enterobacteriales; 


1999335 1999302 93 


somal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriales; 


2000869 2000836 93 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacterial 


2002405 2002372 93 


6S ribosomal RNA, partial sequence 2001636 20 


2013167 2013134 93 


2014627 2014594 93 


2016097 2016064 93 


ribosomal RNA, partial sequence 
Sphingomonadales; 


2017587 2017554 93 


Enterobacteriac 


33883 16S ribosomal RNA, parti 
Proteobacteria; Alphaproteobacte 


Enterobacteriales; Enterobac 
126 gi|219878187 

al sequenc 

ria; Rhodo 

126 gi| 219878186 


omal RNA, partial sequence 2013915 20153 
Rhodobacterales; Hyphomonada 

126 gi| 219878185 

20153 


126 219878209 
19783 
acterales; 
gi| 219878207 
1981436 19829 
Sorangiineae; 
gi| 219878206 


gi 


126 


126 


ia; Myxoco 


126 gi| 219878205 


a; Myxococ 


126 gi| 219878203 


Enterobac 

126 gi| 219878202 

al sequenc 
Gammaproteobacteria; Ent 
126 gi|219878201 
Enterobac 

126 gi| 219878200 


Enterobac 
219878199 
954 

Enterobac 
219878198 
969 

Enterobac 
219878197 
985 

Enterobac 
219878196 
agi 
eae; Pragi 
219878195 
20000 
es; 
219878194 
031 


126 gi 


126 gi 
126 gi 
126 gi 
126 gi 


126 gi 


Sphingomon 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


a. 


ref 


ref 


ref 


ref 


ref 


ref 


bact 


ref 


teri 


ref 


ref 


ref 


adac 


126 gi|219878184 


ref 


26 1979852 Desul 
Des 


73 Chondromyces 
Poly 


1983024 19845 


ccal 


1984609 19861 
Sorangiineae; Polyangiaceae; 


cale 
teri 


e 1989290 19907 
erobacteriales; 


a fontium Bacte 


96 Buttiauxella 
teri 


41 Buttiauxella 
teri 


2007792 20092 


50 Buttiauxella 


e 2012455 20138 
bacterales; 


75 2016816 Caulob 


NR_025348.1 
f 
ulfobacterac 
NR_025346.1 


angiaceae; 
NR_025345.1 
5 
es; Sorangi 
NR_025344.1 
4 
Ss; 


NR_025342.1 


aceae; 
NR_025341.1 
9 


NR_025340.1 


aceae; Serra 
NR_025339.1 


aceae; Serra 
NR_025338.1 


aceae; Serra 
NR_025337.1 


aceae; Rahne 
NR_025336.1 


aceae; Prote 
NR_025335.1 
r 


NR_025334.1 


NR_025333.1 


aceae; Lemin 
NR_025332.1 


aceae; Budvi 
NR_025331.1 


aceae; Butti 
NR_025330.1 


aceae; Butti 
NR_025329.1 
9 
eriales; Ent 
NR_025328.1 


aceae; Butti 
NR_025326.1 
6 
Hyph 
NR_025325.1 
; Hyphomonas 
NR_025324.1 


eae. 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Chondromyces robustus 


robustus Bacteria; 
Chondromyces. 


Chondromyces 
8 Chondromyces 


ineae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 
teri 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 
teri 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 
teri 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
teri 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
teri 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 
Enterobacteriac 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
teri 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 
teri 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 

Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
ceae; 


Caulobacter leidyia 
acter leidyia Bacteria; 


NR_025323.1 


Maricaulis parjimensis 


2016867 2018286 Maricaulis parjimensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 


192124 Bacteria_16S 


strain MCS 18 16S 


2019059 2019026 93 126 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


192124 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


192124 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


192124 Bacteria_16S 


strain ATCC 15253 


2020531 2020498 93 126 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


2022003 2021970 93 126 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023492 2023459 93 126 gi 

16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


192124 Bacteria_16S 


strain DSM 176 16 
Proteobacteria; G 


192124 Bacteria_16S 


strain LMG 317541 
Proteobacteria; G 


192124 Bacteria_16S 


carotovorum subsp 


Enterobacteriales 


192124 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


192124 Bacteria_16S 


strain CCUG 35957 


2025002 2024969 93 
S ribosomal RNA, 
ammaproteobacteria; Chromatiales; Chro 
2026560 2026527 93 126 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2028003 2027970 93 126 gi 
odoriferum strain LMG 17566 16S ribo 


126 gi 


Pectobacterium carotovorum subsp. odoriferum Bacteria; 


; Enterobacteriaceae; Pectobacterium. 


2032445 2032412 93 126 gi 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
2035513 2035480 93 126 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


192124 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 


192124 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


192124 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


192124 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


192124 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


192124 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


192124 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


192124 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 


192124 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


192124 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


192124 Bacteria_16S 


strain IBS 506 16 
Proteobacteria; A 


192124 Bacteria_16S 


strain IBS 382 16 
Proteobacteria; A 


192124 Bacteria_16S 


strain T9 16S rib 


2040153 2040120 93 126 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2041710 2041677 93 126 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


2043268 2043235 93 126 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2044845 2044812 93 126 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2047978 2047945 93 126 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; 
2060283 2060250 93 126 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2061809 2061776 93 126 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2067830 2067797 93 126 gi 

ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2069362 2069329 93 126 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2070946 2070913 93 126 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2073999 2073966 93 126 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2075485 2075452 93 126 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2084738 2084705 93 126 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2086288 2086255 93 126 gi 
osomal RNA, partial sequence 


Rhod 
gi 


2018337 20 


complete sequence 2024259 20 


2047168 20 
Paenibacillus. 


2067059 20 


2068593 20 


2074760 20 


2084014 20 


219878183 
197 
yphomonada 
219878182 
sequence 
cteria; Rh 


219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
219878179 
257 
matiaceae; 
219878178 
20257 
omonadacea 
219878177 
somal RNA, 


219878174 
ence 20316 
Alicycloba 
219878171 
20347 
ococcineae 
219878168 
equence 
coccaceae; 
219878167 
1 sequence 
teria; Xan 


219878166 
quence 
cteria; Xa 
219878165 
20440 
anthomo 
219878160 
487 


219878150 
20595 
Eubacteriu 
219878149 
1 sequence 
teria; Chr 
219878145 
685 
ocyclaceae 
219878144 
700 
ocyclaceae 
219878143 
uence 
cillaceae; 
219878141 
ence 20732 
riales; Al 
219878139 
762 
nellaceae; 
219878133 
854 
nellaceae; 
219878132 


nad 


ref |NR_025322.1 


ceae; Maricaulis 
ref |NR_025321.1 

2019809 202123 
odobacterales; H 


ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas 
ref|NR_025316.1 
partial sequenc 


ref|NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025310.1 
53 2036233 Rothia 
; Micrococcaceae 
ref |NR_025307.1 
2039358 204086 
Dolosicoccus. 
ref|NR_025306.1 
2040918 204243 
thomonadales; Xa 


ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


ref |NR_025304.1 
53 2045572 Luteim 
aceae; Luteimona 
ref|NR_025299.1 
07 Paenibacillus 


ref |NR_025289.1 
20 2060972 Eubact 
m. 
ref|NR_025288.1 
2061023 206241 
omatiales; Chrom 
ref|NR_025284.1 
; Th 
ref 


auera. 
NR_025283.1 
; Thauera. 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


Bartonella. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Isochromatium buderi 
buderi Bacteria; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Dolosicoccus 

7 Dolosicoccus 


’ 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 
onas mephitis Bacteria; 
s. 

Paenibacillus borealis 
borealis Bacteria; 


Eubacterium sulci 
erium sulci Bacteria; 


Lamprocystis 
5 Lamprocystis 
atiaceae; Lamprocystis. 
Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Thermobacillus 
8 Thermobacillus 


Castellaniella 
laniella defragrans 
stellaniella. 

Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


ref|NR_025271.1 


Alcanivorax jadensis 


2085504 2087002 Alcanivorax jadensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


192124 Bacteria_16S 2087828 2087795 93 126 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 

192124 Bacteria_16S 2092287 2092254 93 126 gi|219878128|ref|NR_025267.1| Shewanella baltica 
strain 63 16S ribosomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

192124 Bacteria_16S 2093838 2093805 93 126 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

192124 Bacteria_16S 2095385 2095352 93 126 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 2098373 2098340 93 126 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

192124 Bacteria_16S 2103034 2103001 93 126 gi|219878118|ref|NR_025257.1| Desulfonauticus 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
192124 Bacteria_16S 2104583 2104550 93 126 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

192124 Bacteria_16S 2107505 2107472 93 126 gi|219878115|ref|NR_025254.1| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

192124 Bacteria_16S 2113554 2113521 93 126 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

192124 Bacteria_16S 2115128 2115095 93 126 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

192124 Bacteria_16S 2116672 2116639 93 126 gi|219857657|ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

192124 Bacteria_16S 2118164 2118131 93 126 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

192124 Bacteria_16S 2121206 2121173 93 126 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 

192124 Bacteria_16S 2122729 2122696 93 126 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

192124 Bacteria_16S 2124231 2124198 93 126 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 2125787 2125754 93 126 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 2137845 2137812 93 126 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

192124 Bacteria_16S 2143837 2143804 93 126 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 


strain Ps 9-14 16 


S ribosomal RNA, partia 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
192124 Bacteria_16S 2145342 2145309 93 126 gi| 219857638 |ref|NR_025227.1 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 214602 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseud 
Pseudomonas. 

192124 Bacteria_16S 2146847 2146814 93 126 gi|219857637|ref|NR_025226.1 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 21475 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
192124 Bacteria_16S 2151442 2151409 93 126 gi|219857634|ref|NR_025223.1 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 21521 

Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphy 
192124 Bacteria_16S 2152906 2152873 93 126 gi|219857633|ref|NR_025222.1 


1 sequence 


2143068 21445 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Albidovulum. 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 


2152193 215360 


Albidovulum 
1 Albidovulum 


192124 Bacteria_16S 


strain H-8 16S ri 


Proteobacteria; Alphapro 
192124 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


192124 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


192124 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


192124 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


192124 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


192124 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


192124 Bacteria_16S 


henchirensis stra 
henchirensis Bact 


192124 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


Pseudoxanthomonas. 
192124 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


192124 Bacteria_16S 


strain K9951 16S 


Proteobacteria; G 


192124 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


192124 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


192124 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


192124 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


192124 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


192124 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


strain 486 16S ri 
Tenericutes; Moll 


192124 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


strain 462/2 16S 
Tenericutes; Moll 


192124 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


192124 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


2154367 2154334 93 
bosomal 


126 
RNA, partial sequence 
teobacteria; Rhodospirillales; 
2158905 2158872 93 126 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacte 


gi 


2160391 2160358 93 
in PA 5 
eria; P 


126 gi 


2163432 2163399 93 126 gi 


rain AM 


cteria; Proteobacteria; 


21 
ain FTR 
teria; Firmicutes; Lactobacillales; 
2171145 2171112 93 126 gi 

16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
2172696 2172663 93 126 gi 

16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
2178704 2178671 93 126 gi 
in TMB8 
eria; Proteobacteria; 
2184729 2184696 93 
n CB-22 
ria; Pr 


69617 2169584 93 126 gi 


126 gi 


oteobacteria; 
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PL-11 1 
tes; Lactobacillales; 
2187810 2187777 93 
ribosomal RNA, 
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2189336 2189303 93 
6S ribo 
ammaproteobacteria; Alteromonadales; 
2193846 2193813 93 126 
n WR-30 
ria; Deinococcus-Thermus; Deinococci; 
2198456 2198423 93 126 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2199955 2199922 93 126 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2201449 2201416 93 126 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2202970 2202937 93 126 gi 
rain 12MS 16S ribosomal RNA, partial s 


126 gi 


126 
partial sequence 


gi 
126 gi 


gi 


2204486 2204453 93 126 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
2205985 2205952 93 126 gi 


gi 


2207495 2207462 93 126 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2209011 2208978 93 126 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2210524 2210491 93 126 
osomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 


gi 


gi 


gi 


192124 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


2212040 2212007 93 126 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ria; Proteobacteria; Alphaprote 


1 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


13 16S ribosomal RNA, partial s 
Deltaproteobac 


1 16S ribosomal RNA, partial se 
Ca 


P 


P 


34 16S ribosomal RNA, partial s 
Betaproteobacter 


6 16S ribosomal RNA, partial se 
Gammaproteobacter 


6S ribosomal RNA, partial seque 
Carnobacteriacea 


teobacteria; Legionellales; Leg 


16S ribosomal RNA, partial seq 


cteria; Tenericutes; Mollicutes; Mycop 
192124 Bacteria_16S 


in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
192124 Bacteria_16S 


219857632 


2153652 21550 
etobacte 


Ac 
219857629 


p 
ob 


acteria; 
219857628 

quence 

ria; 


219857626 
equence 
teria; 


219857622 
quence 

rn 
219857621 
21703 
se 
219857620 
21719 
se 
219857614 
equence 

ia; 
219857609 
quence 

ia; 
219857608 
nce 21855 
e; 


219857607 


2187032 21885 
nellacea 


io 


219857606 


somal RNA, partial sequence 2188558 21900 
Ss 


hewanellac 
219857603 

uence 
Thermales; 
219857600 


2197691 21991 


219857599 


2199190 22006 


artial s 


Rhodo 


Des 
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udomonad 


udomonad 


Burkho 


Xantho: 


Carnoba 


ref|NR_025221.1| Rubritepida flocculans 
80 Rubritepida flocculans Bacteria; 
raceae; Rubritepida. 

ref|NR_025218.1] Paracoccus 

equence 2158194 2159597 Paracoccus 
Rhodobacterale Rhodobacteraceae; 


, 


ref |NR_0252 
2159648 21 
spirillales; 


Swaminathania 
2 Swaminathania 
tobacteraceae; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


ref |NR_0252 
162629 21 


ulfovibriona 


is} 


11.1] Carnobacterium 

5 Carnobacterium 

erium. 

Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 


ref |NR_0252 

2168820 217030 
aceae; Carnobact 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref |NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025203.1| Ramlibacter 

2177978 2179370 Ramlibacter 
lderiales; Comamonadaceae; Ramlibacter. 
ref|NR_025198.1| Pseudoxanthomonas 

2183928 2185466 Pseudoxanthomonas 
monadales; Xanthomonadaceae; 


ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025196.1| Legionella busanensis 
07 Legionella busanensis Bacteria; 
e; Legionella. 
ref|NR_025195.1| Shewanella fidelis 
57 Shewanella fidelis Bacteria; 
eae; Shewanella 
ref|NR_025191.1 
2193088 219457 
Thermaceae; Meiothermus. 
ref|NR_025188.1| Mycoplasma oxoniensis 
39 Mycoplasma oxoniensis Bacteria; 


Carnobacterium 
acterium viridans 


Meiothermus 
0 Meiothermus 


ref|NR_025187.1| Mycoplasma mustelae 
37 Mycoplasma mustelae Bacteria; 


219857598|ref|NR_025186.1| Mycoplasma moatsii 
2200688 2202148 Mycoplasma moatsii Bacteria; 

219857597|ref|NR_025185.1| Mycoplasma 

equence 2202199 2203669 Mycoplasma 

lasmataceae; Mycoplasma. 

219857596|ref|NR_025184.1| Mycoplasma glycophilum 
2203720 2205169 Mycoplasma glycophilum Bacteria; 

219857595|ref|NR_025183.1| Mycoplasma 

ence 2205220 2206668 Mycoplasma gallopavonis 

coplasma. 

219857594|ref|NR_025182.1| Mycoplasma dispar 
2206719 2208193 Mycoplasma dispar Bacteria; 

219857593|ref|NR_025181.1| Mycoplasma cynos 
2208244 2209695 Mycoplasma cynos Bacteria; 

219857592|ref|NR_025180.1| Mycoplasma cricetuli 
2209746 2211224 Mycoplasma cricetuli Bacteria; 

219857591|ref|NR_025179.1| Mycoplasma columborale 


2211275 2212723 Mycoplasma columborale Bacteria; 


192124 Bacteria_16S 2213540 2213507 93 126 gi|219857590|ref|NR_025178.1| Mycoplasma citelli 
strain RG-2C 16S ribosomal RNA, partial sequence 2212774 2214223 Mycoplasma citelli Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

192124 Bacteria_16S 2215038 2215005 93 126 gi|219857589|ref|NR_025177.1| Mycoplasma buteonis 
strain BbT2g 16S ribosomal RNA, partial sequence 2214274 2215721 Mycoplasma buteonis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

192124 Bacteria_16S 2216536 2216503 93 126 gi|219857588|ref|NR_025176.1| Mycoplasma anatis 
strain 1340 16S ribosomal RNA, partial sequence 2215772 2217221 Mycoplasma anatis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

192124 Bacteria_16S 2219573 2219540 93 126 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

192124 Bacteria_16S 2221081 2221048 93 126 gi| 219857585 |ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

192124 Bacteria_16S 2222490 2222457 93 126 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

192124 Bacteria_16S 2224016 2223983 93 126 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

192124 Bacteria_16S 2225556 2225523 93 126 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

192124 Bacteria_16S 2227117 2227084 93 126 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

192124 Bacteria_16S 2230177 2230144 93 126 gi|219857579|ref|NR_025167.1| Laribacter 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
192124 Bacteria_16S 2234729 2234696 93 126 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

192124 Bacteria_16S 2236290 2236257 93 126 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

192124 Bacteria_16S 2239313 2239280 93 126 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

192124 Bacteria_16S 2240824 2240791 93 126 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

192124 Bacteria_16S 2242335 2242302 93 126 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

192124 Bacteria_16S 2243846 2243813 93 126 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

192124 Bacteria_16S 2245298 2245265 93 126 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

192124 Bacteria_16S 2254536 2254503 93 126 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

192124 Bacteria_16S 2256128 2256095 93 126 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

192124 Bacteria_16S 2259150 2259117 93 126 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

192124 Bacteria_16S 2263847 2263814 93 126 gi|219857557|ref|NR_025145.1] Alcanivorax 
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192124 Bacteria_16S 2330488 2330455 93 126 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

192124 Bacteria_16S 2332010 2331977 93 126 gi|219857508|ref|NR_025096.1| Helicobacter 
canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

192124 Bacteria_16S 2335089 2335056 93 126 gi|219857505|ref|NR_025093.1| Paracoccus methylutens 
strain DM12 16S ribosomal RNA, partial sequence 2334350 2335705 Paracoccus methylutens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

192124 Bacteria_16S 2336495 2336462 93 126 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

192124 Bacteria_16S 2337927 2337894 93 126 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

192124 Bacteria_16S 2339476 2339443 93 126 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

192124 Bacteria_16S 2341007 2340974 93 126 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

192124 Bacteria_16S 2345586 2345553 93 126 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

192124 Bacteria_16S 2350048 2350015 93 126 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

192124 Bacteria_16S 2353080 2353047 93 126 gi|219857492|ref|NR_025080.1| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
192124 Bacteria_16S 2363844 2363811 93 126 gi|219857485|ref|NR_025073.1| Haemophilus felis 
strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 2364576 Haemophilus felis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 
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2425586 24269 


gi 


gi| 219857439 
2427049 24283 
gi| 219857437 
Ru 
219857436 
24314 


Paenibacillus 
gi|]219857431 


gi 


cl 


gi|219857430 


Burkholderiales; 


ref|NR_025066.1| Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref |NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


Mycoplasma 
0 Mycoplasma 


ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 

2385781 2387256 Burkholderia 
Burkholderiaceae; Burkholderia. 
ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 
Bartonella. 
ref|NR_025050.1] Anaerobranca 
2396386 2397818 Anaerobranca 
stridiales Family XIV. Incertae Sedis; 


ref|NR_025049.1| Sporosarcina 
69 2399376 Sporosarcina aquimarina 


ref|NR_025048.1 
2399427 240087 
hizobiales; 


Hyphomicrobium 
3 Hyphomicrobium 
Hyphomicrobiaceae; 


ref|NR_025044.1] Caloramator 

2405537 2407016 Caloramator 
stridiaceae; Caloramator. 
ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


ref|NR_025038.1| Desulfovibrio 
2414827 2416310 Desulfovibrio 
vibrionales; Desulfovibrionaceae; 


ref |NR_025030.1| Halothiobacillus 
42 2425535 Halothiobacillus kellyi 
thiobacillaceae; Halothiobacillus. 
ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


ref|NR_025027.1| Oceanimonas baumannii 
44 Oceanimonas baumannii Bacteria; 
e; Oceanimonas. 
ref|NR_025025.1| Papillibacter 
2429869 2431359 Papillibacter 
minococcaceae; Papillibacter. 
ref|NR_025024.1| Paenibacillus 
10 2432897 Paenibacillus chinjuensis 
ref|NR_025019.1| Clostridium 
2434473 2435953 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
ceae; Cupriavidus. 


219857426 
24405 


gi 


ref|NR_025014.1| Thioalkalivibrio 
72 2442029 Thioalkalivibrio paradoxus 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


192124 Bacteria_16S 


strain KMM 3299 1 
Proteobacteria; G 


koreense strain J 
Bacteria; Firmicu 


192124 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


maricaloris strai 
maricaloris Bacte 


Pseudoalteromonas. 
192124 Bacteria_16S 
train WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
acteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

192124 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


strain KCTC 3666 
Firmicutes; Bacil 


dichotomicum stra 
dichotomicum Bact 


subsp. pectinolyt 
salmonicida subsp 


eria; 
192124 Bacteria_16S 


2442842 2442809 93 


2444376 2444343 93 


126 


126 


G07 16S ribosomal RNA, partial sequence 
Planomicrobium. 


Bacillales; Planococcaceae; 


2445922 2445889 93 


2447428 2447395 93 


126 


16S ribosomal RNA, partial sequence 


126 


gi| 219857424 


gi|219857423 


gi| 219857422 


gi| 219857421 


n KMM636 16S ribosomal RNA, partial sequence 


ref|NR_025012.1| Shewanella japonica 


6S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
192124 Bacteria_16S 


ref|NR_025011.1| Planomicrobium 


2443592 2445097 Planomicrobium koreense 


ref|NR_025010.1| Alishewanella fetalis 


2445148 2446624 Alishewanella fetalis 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 
192124 Bacteria_16S 


ref|NR_025009.1| Pseudoalteromonas 
2446675 2448124 Pseudoalteromonas 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


2448962 2448929 93 


2450476 2450443 93 


2453549 2453516 93 


2456561 2456528 93 


Aeromonadaceae; Aeromonas. 


192124 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


192124 Bacteria_16S 


strain JSS-26 16S 


strain JSS-7 16S 


strain ATCC 33531 


Bacteria; Proteob 


putrefaciens stra 


putrefaciens Bacteria; 
192124 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


192124 Bacteria_16S 
strain 3T 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


2457986 2457953 93 


2459479 2459446 93 


2460970 2460937 93 


2462529 2462496 93 


2463997 2463964 93 


2467170 2467137 93 


2477585 2477552 93 


2479057 2479024 93 


126 


126 


126 


126 


126 


n JSS-54 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 


126 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 


126 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 


126 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 
192124 Bacteria_16S 


126 


126 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; Clostridium. 


126 


icutes; Mycoplasmataceae; Mycoplasma. 
192124 Bacteria_16S 


126 


strain 383 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


strain H/T1 16S r 
Tenericutes; Moll 


strain DC333 16S 
Tenericutes; Moll 


strain B1/T1 16S 
Tenericutes; Moll 


Tenericutes; Moll 


strain PG13 16S r 
Tenericutes; Moll 


2480564 2480531 93 


2482077 2482044 93 


2483586 2483553 93 


2485098 2485065 93 


2486617 2486584 93 


2488131 2488098 93 


icutes; Mycoplasmataceae; Mycoplasma. 
192124 Bacteria_16S 


126 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
192124 Bacteria_16S 


126 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
192124 Bacteria_16S 


126 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
192124 Bacteria_16S 
strain TB 16S ribosomal RNA, partial sequence 


126 


icutes; Mycoplasmataceae; Mycoplasma. 
192124 Bacteria_16S 


126 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
192124 Bacteria_16S 


126 


strain CH20247 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


192124 Bacteria_16S 


2489644 2489611 93 


126 


strain M432/72 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi|219857420 


gi] 219857419 


16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyella. 
192124 Bacteria_16S 


gi|219857417 


in KCTC 3667 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; 


gi] 219857413 


ica strain 34mel 16S ribosomal RNA, partial sequence 
- pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


gi|219857411 


gi| 219857410 
2458757 24601 


gi|219857409 
2460248 24616 


gi|219857408 
24617 


gi|219857407 


in DSM 1291 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; 


gi] 219857405 
2466381 24678 


gi| 219857398 
2476824 24782 


gi|219857397 
2478295 24797 


gi| 219857396 
2479798 24812 


gi| 219857395 
2481316 24827 


gi| 219857394 
2482825 24842 


gi| 219857393 
2484337 24857 


gi| 219857392 
2485849 24873 


gi|219857391 
2487368 24888 


gi| 219857390 
2488881 24903 


ref|NR_025008.1| Alkalibacterium 


ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


ref|NR_025005.1| Thermoflavimicrobium 
2452794 2454268 Thermoflavimicrobium 


Thermoactinomycetaceae; Thermoflavimicrobium. 


ref|NR_025001.1| Aeromonas salmonicida 
2455783 2457213 Aeromonas 


ref|NR_024999.1| Sphingopyxis 
2457264 2458706 Sphingopyxis 


ref|NR_024998.1| Sphingomonas koreensis 
97 Sphingomonas koreensis Bacteria; 


Sphingomonadales; Sphingomonadaceae; Sphingomonas. 


ref|NR_024997.1| Sphingomonas aquatilis 
89 Sphingomonas aquatilis Bacteria; 


Sphingomonadales; Sphingomonadaceae; Sphingomonas. 


ref|NR_024996.1| Raoultella planticola 
40 2463175 Raoultella planticola 
Enterobacteriaceae; Raoultella. 
ref|NR_024995.1| Clostridium 

2463226 2464712 Clostridium 


Clostridiales; Clostridiaceae; Clostridium. 


ref |NR_024993.1| Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 


ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


ref |NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


192124 Bacteria_ 


strain 1219 16S 
Tenericutes; Mol 


192124 Bacteria_ 


orisratti strain 
orisratti Bacter 


192124 Bacteria_ 


strain 3CB-1 16S 
Proteobacteria; 


192124 Bacteria_ 


strain MF63 16S 


16S 2491155 2491122 93 126 gi 


ribosomal RNA, partial sequence 2490394 24918 

licutes; Mycoplasmataceae; Mycoplasma. 

16S 2495700 2495667 93 126 gi|219857386|ref|NR_024974.1 
ATCC 700640 16S ribosomal RNA, partial sequence 2494920 249625 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
16S 2498602 2498569 93 126 gi|219857384|ref|NR_024972.1 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 
16S 2500141 2500108 93 126 
ribosomal RNA, partial sequence 


Rhod 
gi 


219857389 


2497830 24993 


ocyclaceae 
219857382 


2499368 25008 


ref|NR_024977.1 


¢ Th 
ref 


auera. 
NR_024970.1 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Streptococcus 
6 Streptococcus 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

192124 Bacteria_16S 2501699 2501666 93 126 gi|219857381|ref|NR_024969.1| Legionella waltersii 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

192124 Bacteria_16S 2503205 2503172 93 126 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
192124 Bacteria_16S 2504709 2504676 93 126 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

192124 Bacteria_16S 2509294 2509261 93 126 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

192124 Bacteria_16S 2515367 2515334 93 126 gi| 219857367 |ref|NR_024955.1| Caloramator coolhaasii 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 


Clostridia; Clos 


192124 Bacteria_ 


thivervalensis s 
thivervalensis B 
Pseudomonas. 


192124 Bacteria_ 


brassicacearum s 
brassicacearum B 
Pseudomonas. 


192124 Bacteria_ 


strain LSv514 16 
Proteobacteria; 


192124 Bacteria_ 


hyointestinalis 


Campylobacterale 


192124 Bacteria_ 


strain ATCC 4973 
Proteobacteria; 


192124 Bacteria_ 


strain DSM 12272 
Firmicutes; Clos 


192124 Bacteria_ 


strain LMG 3413 
Proteobacteria; 


192124 Bacteria_ 


strain A3.12 16S 
Proteobacteria; 


192124 Bacteria_ 


strain SCH-89 16 
Proteobacteria; 


192124 Bacteria_ 


strain VP-5 16S 
Proteobacteria; 


192124 Bacteria_ 


strain MHS-2 16S 
Proteobacteria; 


192124 Bacteria_ 


strain MHS-3 16S 
Proteobacteria; 


192124 Bacteria_ 


palleronii strai 
palleronii Bacte 


192124 Bacteria_ 


tridiales; Clostridiaceae; Caloramator. 
16S 2521454 2521421 93 126 gi 
train SBK26 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteobac 


16S 2522934 2522901 93 126 gi 
train DBK11 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteobac 
16S 2524463 2524430 93 126 

S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
16S 2525946 2525913 93 126 gi 
subsp. 


gi 


s; Campylobacteraceae; Campylobacter. 
16S 2529006 2528973 93 126 gi|219857358|ref|NR_024946.1 
16S ribosomal RNA, partial sequence 2528225 25296 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
16S 2530504 2530471 93 126 gi|219857357|ref|NR_024945.1 
16S ribosomal RNA, partial sequence 2529733 25312 
tridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 2532039 2532006 93 126 gi|219857356|ref|NR_024944.1 
16S ribosomal RNA, partial sequence 2531266 25327 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidu 
16S 2533570 2533537 93 126 gi| 219857355 |ref|NR_024943.1 
ribosomal RNA, partial sequence 2532800 2534256 Peredibacter 
Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Pered 
16S 2536566 2536533 93 126 gi|219857353|ref|NR_024941.1 
S ribosomal RNA, partial sequence 2535834 25371 
Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
16S 2539329 2539296 93 126 gi|219857351|ref|NR_024939.1 
ribosomal RNA, partial sequence 2538597 25399 
Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
16S 2540659 2540626 93 126 gi|219857350|ref|NR_024938.1 
ribosomal RNA, partial sequence 2539981 25412 
Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
16S 2542064 2542031 93 126 gi| 219857349 |ref|NR_024937.1 
ribosomal RNA, partial sequence 2541332 25426 
Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
16S 2543506 2543473 93 126 gi|219857348|ref|NR_024936.1 
n CCUG 20334 16S ribosomal RNA, partial sequence 2542716 254422 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamon 
16S 2545063 2545030 93 126 gi| 219857347 |ref|NR_024935.1 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 


219857363 
sequence 
teria; Pse 


219857362 
sequence 


teria; Pse 


219857361 


2523668 25251 


Desulfobu 
219857360 
RNA, pa 


ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref |NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref |NR_024948.1 
rtial sequence 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Ss. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Ss. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 


Acidovorax facilis 


strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


192124 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


192124 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


192124 Bacteria_16S 


strain C-29 16S r 
Proteobacteria; A 


192124 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


192124 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


192124 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


192124 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


192124 Bacteria_16S 


strain AN1 16S ri 
Proteobacteria; A 


2546619 2546586 93 126 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
2548175 2548142 93 126 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2549657 2549624 93 126 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2555760 2555727 93 126 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557326 2557293 93 126 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2561952 2561919 93 126 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2563472 2563439 93 126 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


ma. 


oc 


ne 


na 


se 


se 


ia 
ac 
2568055 2568022 93 126 


bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 


gi 


rh 


192124 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


192124 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


192124 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


192124 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


192124 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


192124 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


192124 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


192124 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


192124 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


192124 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


192124 Bacteria_16 


strain ATCC 43198 
Firmicutes; Lacto 


192124 Bacteria_16 


strain ATCC 51266 
Firmicutes; Lacto 


192124 Bacteria_16 


strain CIP 105273 
Proteobacteria; G 


192124 Bacteria_16 


strain CIP 105460 
Bacteria; Proteob 


192124 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


2569537 2569504 93 126 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2571085 2571052 93 126 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2572643 2572610 93 126 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2575810 2575777 93 126 gi 
rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
2580206 2580173 93 126 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581772 2581739 93 126 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583342 2583309 93 126 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584911 2584878 93 126 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2586491 2586458 93 126 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2589596 2589563 93 126 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
Ss 2591175 2591142 93 126 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
Ss 2592749 2592716 93 126 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
Ss 2595749 2595716 93 126 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2597315 2597282 93 126 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2600305 2600272 93 126 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


se 
di 


se 


1 
os 


se 


er 


se 


na 


na 


na 


qu 


ob 


cu 


cu 


cu 


se 


na 


al 
ri 


192124 Bacteria_16S 


strain HPA92 16S 


2601859 2601826 93 126 gi 
ribosomal RNA, partial sequence 


ia; 


Ss. 


Ss. 


Ss. 


a; 


dales; 
219857339 


dales; 
219857279 


dales; 
219857278 


dales; 
219857277 
ence 

acteria; 
219857275 


dales; 
219857268 
sequenc 


219857346 


25458 


monadace 
219857345 


25473 


caceae; 
219857344 
2548929 25503 
llaceae; 
219857340 


25549 
P 


25565 


udomonad 
219857336 


25611 


udomonad 
219857335 
1 sequen 
teria; 


Cc 


219857289 
2567339 25687 
izobiace 
219857288 
quence 
ales; 

219857287 


cl 


25702 


udomonad 
219857286 
sequence 
tridiale 
219857284 
quence 


Burk 


219857281 


25794 


udomonad 
219857280 


25809 
P 


25825 
P 


25841 
P 


25888 


219857274 


25903 


219857273 


25919 


219857271 


25949 


udomonad 
219857270 


25965 
P 


Paste 


ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024932.1 


Hylemonella gracilis 
nella gracilis Bacteria; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Bartonella. 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


ref|NR_024920.1 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


v 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


ae; Nitrobacter 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
NR_024917.1 
2571864 25733 
lostridi 


eriales; 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024906.1 
00 2590328 Entero 


ref |NR_024905.1 
79 2591887 Entero 


ref |NR_024904.1 
38 2593451 Entero 


ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 


219857267 
2601060 2602563 Mannheimia ruminalis Bacteria; 


ref|NR_024898.1 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 


Clostridium 
8 Clostridium 
ostridium. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Clostridium 
7 Clostridium 
e; Clostridium. 

Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 

Pseudomonas. 

Marinomonas 
4 Marinomonas 
es; Marinomonas. 

Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


192124 Bacteria_ 


strain 177 16S r 
Proteobacteria; 


192124 Bacteria_ 


strain P925 16S 
Proteobacteria; 


192124 Bacteria_ 


burkinensis stra 
Bacteria; Proteo 


192124 Bacteria_ 


naphthovorans st 
naphthovorans Ba 


192124 Bacteria_ 


strain CVL 16S r 
Proteobacteria; 


192124 Bacteria_ 


strain ATCC 5160 
Proteobacteria; 


192124 Bacteria_ 


mcmeekinii strai 
Bacteria; Firmic 


192124 Bacteria_ 


strain ACCC 1966 
Bacteria; Proteo 


192124 Bacteria_ 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


192124 Bacteria_ 


strain Se-1 16S 
Deinococcus-Ther 


192124 Bacteria_ 


alkanoclasticum 
alkanoclasticum 


192124 Bacteria_ 


strain CDC 0876- 
Bacteria; Proteo 


192124 Bacteria_ 


strain CDC 2991- 
Proteobacteria; 


192124 Bacteria_ 


succinogenes str 
succinogenes Bac 
Actinobacillus. 


192124 Bacteria_ 


campinasensis st 
campinasensis Ba 


192124 Bacteria_ 


intermedia strai 
Bacteria; Proteo 


192124 Bacteria_ 


pelophilus strai 
pelophilus Bacte 


192124 Bacteria_ 


strain BS5-8 16S 
Proteobacteria; 


192124 Bacteria_ 


6a3 16S ribosoma 
Betaproteobacter 


192124 Bacteria_ 


strain VB32 16S 
Proteobacteria; 


192124 Bacteria_ 


strain SWub3 16S 
Proteobacteria; 


192124 Bacteria_ 


multivorans stra 
Bacteria; Proteo 


192124 Bacteria_ 


strain IM1 16S r 


16S 2603413 2603380 93 126 gi|219857266|ref|NR_024897.1 
ibosomal RNA, partial sequence 2602614 26041 

Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
16S 2604967 2604934 93 126 gi|219857265|ref|NR_024896.1 
ribosomal RNA, partial sequence 2604168 26056 

Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
16S 2606527 2606494 93 126 gi|219857264|ref|NR_024895.1 
in HDv 16S ribosomal RNA, partial sequence 2605722 2607261 Desulf 
bacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
16S 2608091 2608058 93 126 gi|219857263|ref|NR_024894.1 
rain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 260877 
cteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; N 
16S 2614275 2614242 93 126 gi| 219857256 |ref|NR_024887.1 
ibosomal RNA, partial sequence 2613469 2615009 Desulfovibrio 


Deltaproteobacteria; Desulfovibrionales 
16S 2620507 2620474 93 126 gi 
3 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
16S 2621981 2621948 93 126 gi 
n S23F2 16S ribosomal RNA, partial sequ 
utes; Bacillales; Planococcaceae; Plano 
16S 2623470 2623437 93 126 gi 
5 16S ribosomal RNA, partial sequence 

bacteria; Alphaproteobacteria; Rhizobia 
16S 2625046 2625013 93 126 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


16S 2629676 2629643 93 126 
ribosomal RNA, partial sequence 

mus; Deinococci; Thermales; Thermaceae; 
16S 2634147 2634114 93 126 gi 
strain MAE2 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Bacillales; Plano 
16S 2635636 2635603 93 126 gi 
58 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Enteroba 
16S 2637200 2637167 93 126 gi 
81 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
16S 2638780 2638747 93 126 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


gi 


a 
t 
16S 2643412 2643379 93 126 gi 
rain 324 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Paeniba 
16S 2644953 2644920 93 126 gi 
n S1 16S ribosomal RNA, partial sequenc 
bacteria; Betaproteobacteria; Burkholde 
16S 2646495 2646462 93 126 gi 
n asp 66 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteria 
16S 2649500 2649467 93 126 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhod 
16S 2651003 2650970 93 126 gi 
1 RNA, partial sequence 
ia; Rhodocyclales; Rhodocyclaceae; Azos 
16S 2652534 2652501 93 126 gi 
ribosomal RNA, partial sequence 

Betaproteobacteria; Rhodocyclales; 
16S 2654020 2653987 93 126 

ribosomal RNA, partial sequence 

Betaproteobacteria; Rhodocyclales; Rhod 
16S 2661498 2661465 93 126 gi 
in DM13 16S ribosomal RNA, partial sequ 
bacteria; Alphaproteobacteria; Rhizobia 


Rhod 
gi 


, 


E 
en 
mi 
le 


al 
ac 


Hk 
se 
co 


ct 


E 
ue 
ri 
ue 
ci 


e 
ri 


ue 


, 


Oc 


pi 


Oc 


Oc 


en 
le 


16S 2662882 2662849 93 126 gi 
ibosomal RNA, partial sequence 


219857252 


219857251 


219857249 


219857248 


219857239 
2628913 26303 


219857236 


219857234 


219857233 


219857232 


219857229 


219857228 


219857227 


219857225 


2648722 26501 


219857224 
2650247 2651682 Azosp 


219857223 
2651733 26532 


219857222 
2653267 26546 


219857216 


219857215 


ibri 
ref 


Desulfov 


26197 
nterobacteri 
ref 
ce 26212 
crobium. 
ref 
26227 
Phyllobac 


ref 


Ss; 


sequenc 


teria; Xanth 


ref 


hermus. 
ref 
quence 
ccaceae; Pla 
ref 
26348 
eriales; Ent 
ref 
26364 
nterobacteri 
ref 
nce 
a; Pasteurel 
ref 
nce 
llaceae; Pae 
ref 
26441 
ales; Comamo 
ref 
nce 
Rhodocyclale 
ref 
; Az 
ref 


ira 


yclaceae 


ra. 
ref 
; Az 
ref 


yclaceae 


; Az 
ref 


yclaceae 


ce 26607 
Ss; Hyphomicr 


ref 


36 2621149 Kluyv 


00 2622680 Plano: 


31 2624203 Mesor 


e 2624254 26257 


2633347 26347 


42 2636362 Citro 


13 2637923 Citro 


2637974 26394 


2642624 26441 


82 2645662 Hydro 


2645713 26471 


58 2662094 Methy 


onaceae; Des 
NR_024883.1 
e 
aceae; Kluyv 
NR_024881.1 


NR_024879.1 
h 
teriaceae; M 
NR_024878.1 
5 
omonadales; 


NR_024867.1 


NR_024864.1 
9 
nomicrobium. 
NR_024862.1 
b 
erobacteriac 
NR_024861.1 
b 
aceae; Citro 
NR_024860.1 
6 
lales; Paste 
NR_024857.1 
3 
nibacillus. 
NR_024856.1 


g 
nadaceae; Hy 
NR_024855.1 
9 
s; Rhodocycl 
NR_024853.1 


onexus. 
NR_024852.1 
oryzae Bacte 


NR_024851.1 


oarcus. 
NR_024850.1 


oarcus. 
NR_024844.1 
1 
Obiaceae; Me 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 

Neptunomonas 
7 Neptunomonas 
eptunomonas. 

Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Planomicrobium 


microbium mcmeekinii 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Planomicrobium 
1 Planomicrobium 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Paenibacillus 
1 Paenibacillus 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 

Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azospira oryzae strain 
ria; Proteobacteria; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 


NR_024843.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 


Methylopila capsulata 


2662145 2663475 Methylopila capsulata Bacteria; 


192124 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


192124 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


192124 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


192124 Bacteria_16S 


subterraneus stra 
Bacteria; Proteob 


192124 Bacteria_16S 


strain Pd55 16S r 


ibosomal RNA, partial sequence 


2675717 26771 


2664326 2664293 93 126 gi|219857214|ref|NR_024842.1| Streptococcus 
ain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
C 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2665888 2665855 93 126 gi|219857213|ref|NR_024841.1| Streptococcus 
ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2671874 2671841 93 126 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
6S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

2675003 2674970 93 126 gi|219857206|ref|NR_024834.1| Thiobacter 
in C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
acteria; Betaproteobacteria; Thiobacter. 

2676463 2676430 93 126 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

192124 Bacteria_16S 2682576 2682543 93 126 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 2697284 2697251 93 126 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

192124 Bacteria_16S 2698838 2698805 93 126 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 2703476 2703443 93 126 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

192124 Bacteria_16S 2706476 2706443 93 126 gi|219857184|ref|NR_024812.1| Exiguobacterium 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
192124 Bacteria_16S 2708013 2707980 93 126 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

192124 Bacteria_16S 2709438 2709405 93 126 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AAO08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

192124 Bacteria_16S 2712378 2712345 93 126 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 2713821 2713788 93 126 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

192124 Bacteria_16S 2718419 2718386 93 126 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

192124 Bacteria_16S 2721460 2721427 93 126 gi|219857174|ref|NR_024802.1| Sulfurovum 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

192124 Bacteria_16S 2722964 2722931 93 126 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

192124 Bacteria_16S 2726054 2726021 93 126 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 2729144 2729111 93 126 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

192124 Bacteria_16S 2733672 2733639 93 126 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

192124 Bacteria_16S 2735162 2735129 93 126 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKAl1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
192124 Bacteria_16S 2736652 2736619 93 126 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

192124 Bacteria_16S 2741009 2740976 93 126 gi|219857160|ref|NR_024788.1| Agarivorans albus 


strain MKT 106 16S ribosomal RNA, partial sequence 


2740223 2741676 Agarivorans albus Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 


192124 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


192124 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


192124 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


192124 Bacteria_16S 


strain Yo-3 16S r 
Proteobacteria; A 


192124 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


192124 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


192124 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


192124 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


192124 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


192124 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


192124 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


192124 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


192124 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


192124 Bacteria_16S 


S60-1 16S ribosom 
Alphaproteobacter 


192124 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


192124 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


192124 Bacteria_16S 


strain 71 16S rib 
Proteobacteria; A 


192124 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


192124 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


2744024 2743991 93 

osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2749726 2749693 93 126 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


126 gi 


2755777 2755744 93 126 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2761801 2761768 93 126 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2763256 2763223 93 126 gi 
acteria; Gammaproteobacteria; Enterobac 
2764772 2764739 93 126 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766288 2766255 93 126 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2778526 2778493 93 126 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2786009 2785976 93 126 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2787589 2787556 93 126 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 
2789140 2789107 93 126 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2792040 2792007 93 126 gi 


Cc 


c 


Cc 


ridia; Clostridiales; Lachnospiraceae; 
2794959 2794926 93 126 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2810042 2810009 93 126 gi 
al RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae 
2816033 2816000 93 126 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


s 
i 


’ 


e 
at 


2823618 2823585 93 126 gi 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 
2825088 2825055 93 126 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

2835779 2835746 93 126 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2847982 2847949 93 126 gi 


u 
Cc 


e 
r 


etaproteobacteria; Burkholderiales; Co: 


192124 Bacteria_16S 


saccharophila str 
saccharophila Bac 


192124 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


192124 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


192124 Bacteria_16S 


strain ATCC 13522 


2849543 2849510 93 126 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2851104 2851071 93 126 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


r 


1 
i 


2852673 2852640 93 126 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2854208 2854175 93 126 gi 

16S ribosomal RNA, partial sequence 


n 


nc 
er 
219857145 


ia 


Al 


ni 


Ac 


ma. 


2761077 27 
Ac 


16S ribosomal RNA, partial sequence 2762542 27 


t 


E 
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E 


1 


e 


e 


16S ribosomal RNA, partial sequence 2791299 27 
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e 
d 
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a 


e 


e 


n 
i 


s 
i 


a 


a 


219857158 
2743252 27 
ma: 


monad 


uence 
a; Bu 


219857149 
549 
Th 


e 27 
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624 
etoba 


639 


eriales; 


219857141 
2763991 27 


654 
ntero 


669 
ntero 


uence 
illac 


1 seq 
obaci 


27 
icycl 


867 


27 
bacil 


883 


926 


oproc 


quenc 
iales 


e 


’ 


Asaia. 


219856913 


uence 


, 


219856908 


nce 
ae; 


ce 28349 
ales; 


equence 
a; 


’ 


219856889 


28518 
dales; X 


219856888 


447 
ace 

219857154 
eq 


ri. rkh 


cte 
219857142 


bac 
219857140 


bac 
219857131 
eq 
ac eae 
219857126 
uen 
lla 
219857125 


oba 
219857124 


lus. 
219857122 


occ 
219857120 


c 
219857110 
2809318 2810728 Asaia 


Pseudo: 


Hydr 
219856907 
2824364 28257 
etobacte 
219856900 


Bu 
219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
monadace 
219856891 


Burkh 
219856890 

sequence 
Pseudo: 


ref|NR_024786.1 
ae; Delftia. 
ref |NR_024782.1 
2748935 275045 
olderiales; 
ref|NR_024777.1 
ermo 
ref|NR_024773.1 
raceae; Kozakia. 
ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref|NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024759.1 
2777747 277920 
; Paenibacillus. 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024752.1 
65 2789727 Paenib 
ref|NR_024750.1 
us. 
ref |NR_024748.1 
2794179 279557 
lostridiaceae; 
ref |NR_024738.1 
siamensis Bacte 


ref|NR_024734.1 
2815260 281674 
monadales; Pseud 


ref|NR_024729.1 

2822817 282431 
ogenobacter. 
ref|NR_024728.1 


raceae; Asaia. 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024711.1 


ae; Delftia. 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref |NR_024709.1 

2850317 285183 
monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024707.1 


Coma: 


90 2756495 Therma 
anaerobacter 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 

Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Paenibacillus 
8 Paenibacillus 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Paenibacillus 
acillus koleovorans 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Asaia siamensis strain 
ria; Proteobacteria; 


Pseudomonas 
8 Pseudomonas 


omonadaceae; 


Hydrogenobacter 
3 Hydrogenobacter 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas savastanoi 


2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


192124 Bacteria_ 


strain ATCC 1277 
Proteobacteria; 


192124 Bacteria_ 


strain ATCC 3361 
Bacteria; Proteo 


192124 Bacteria_ 


strain ATCC 4996 
Bacteria; Proteo 


192124 Bacteria_ 


carboxydohydroge 
carboxydohydroge 


192124 Bacteria_ 


lanceolatus stra 
lanceolatus Bact 


192124 Bacteria_ 


echinoides strai 
echinoides Bacte 
Sphingomonas. 


192124 Bacteria_ 


huttiense strain 
huttiense Bacter 
Herbaspirillum. 


192124 Bacteria_ 


weihenstephanens 
weihenstephanens 


192124 Bacteria_ 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 


Firmicutes; Baci 


192124 Bacteria_ 


naganoensis stra 
naganoensis Bact 


192124 Bacteria_ 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacil 


Bacillales; Baci 


192124 Bacteria_ 


oligophenolica 1 
Proteobacteria; 


192124 Bacteria_ 


strain JCM 6484 
Firmicutes; Clos 


192124 Bacteria_ 


strain S-1 16S r 
Proteobacteria; 


192124 Bacteria_ 


thermoluteolus s 
thermoluteolus B 
Hydrogenophilus. 


192124 Bacteria_ 


plecoglossicida 
plecoglossicida 
Pseudomonas. 


192124 Bacteria_ 


ruminantium stra 
ruminantium Bact 


192124 Bacteria_ 


japonensis strai 
Bacteria; Proteo 


192124 Bacteria_ 


strain GTC848 16 
Firmicutes; Lact 


192124 Bacteria_ 


carotinifaciens 
carotinifaciens 
Paracoccus. 


192124 Bacteria_ 


minutulum strain 
minutulum Bacter 


192124 Bacteria_ 


16S 2855779 2855746 93 126 gi 
5 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
16S 2857352 2857319 93 126 gi 
6 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Xanthomo 
16S 2858891 2858858 93 126 gi 
8 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2860391 2860358 93 126 gi 
na strain DSM 1083 16S ribosomal RNA, p 
na Bacteria; Proteobacteria; Alphaprote 
16S 2861958 2861925 93 126 gi 
in ATCC 14669 16S ribosomal RNA, partia 
eria; Proteobacteria; Betaproteobacteri 
16S 2865012 2864979 93 126 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


n 
r 


16S 2868130 2868097 93 126 gi 
ATCC 14670 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria; 
16S 2869698 2869665 93 126 gi 
is strain DSM11821 16S ribosomal RNA, p 
is Bacteria; Firmicutes; Bacillales; Ba 
16S 2872855 2872822 93 126 gi 


llales; Bacillaceae; Bacillus. 

16S 2874445 2874412 93 126 gi 
in ATCC53909 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Pullulani 
16S 2879166 2879133 93 126 gi 


llaceae; Bacillus. 

16S 2885298 2885265 93 126 
6S ribosomal RNA, partial sequence 
Alphaproteobacteria; Sphingomonadales; 
16S 2888229 2888196 93 126 gi 
1 
tridia; Clostridiales; Eubacteriaceae; 
16S 2892787 2892754 93 126 gi 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
16S 2918776 2918743 93 126 gi 
train TH-1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobact 


gi 


16S 2920304 2920271 93 126 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


s 
B 


16S 2921860 2921827 93 126 gi 
in GA195 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostridi 
16S 2923396 2923363 93 126 gi 
n 12-3 16S ribosomal RNA, partial seque 
bacteria; Gammaproteobacteria; Xanthomo 
16S 2924897 2924864 93 126 gi 
S ribosomal RNA, partial sequence 
obacillales; Streptococcaceae; Streptoc 
16S 2926260 2926227 93 126 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


s 
B 


16S 2927793 2927760 93 126 gi 
ATCC 19193 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteria 


2884576 28858 


6S ribosomal RNA, partial sequence 2887459 28889 


2892009 28935 


2924131 29254 


219856887 
28549 
Enterobac 
219856886 
28565 
nadales; X 
219856885 
28581 
nadales; P 
219856884 
artial seq 
obacteria; 
219856883 
sequence 
Burkhol 
19856881 
sequence 
a; Sphingo: 


1 
a; 
2 


219856879 
sequence 
Burkholde 


219856878 
artial seq 
cillaceae; 
219856876 


219856875 
sequence 
bacillus. 

219856872 


219856866 


Sphingomon 
219856864 


Eubacteriu 
219856861 


onaceae; V 
219856844 
equence 

eria; Hydr 


219856843 
1 sequence 
cteria; Ps 


219856842 
uence 

ales; Euba 
219856841 
nce 29226 
nadales; X 
219856840 


occus. 
219856839 
e sequence 
cteria; Rh 


219856838 
sequence 
; Oceanosp 


219856837 


16S 2929269 2929236 93 126 gi 


ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


NR_024698.1 
4 
es; Oxalobac 
ref 
uenc 
Bac 


ref 


NR_024697.1 
e 286889 
illus; Bacil 
NR_024695.1 


ref|NR_024694.1 
2873633 287517 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024683.1 


m. 
ref |NR_024680.1 
ibrio. 
ref|NR_024663.1 

2918000 291946 
ogenophilales; H 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_024661.1 
2921059 292256 
cteriaceae; Euba 
ref |NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024659.1 
69 Streptococcus 


ref|NR_024658.1 
2925520 292697 
odobacterales; R 


ref|NR_024657.1 
2927022 292847 
irillales; Marin 


Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas cissicola 

monas cissicola 

Xanthomonas. 
Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Sphingomonas 

8 Sphingomonas 

gomonadaceae; 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus flexus strain 
ria; Firmicutes; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Eubacterium 
6 Eubacterium 
cterium. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Streptococcus peroris 
peroris Bacteria; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 


ref |NR_024656.1 


Terasakiella pusilla 


strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 


192124 Bacteria_16S 
strain IFO 15467 
Proteobacteria; 

192124 Bacteria_16S 
jannaschii strain 


Marinobacterium. 
192124 Bacteria_16S 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial seq 


2930778 2930745 93 


2933797 2933764 93 


2935305 2935272 93 


126 gi 


126 gi 


IFO 15466 16S ribosomal RNA, partial 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; 


126 gi 


219856836 


16S ribosomal RNA, partial sequence 2930007 29314 
Gammaproteobacteria; Oceanospirillales; 


219856834 
sequence 


219856833 


multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


192124 Bacteria_16S 
multivorum strain 


Acidiphilium. 
192124 Bacteria_16S 
strain JCM1240 16 
Proteobacteria; 
192124 Bacteria_16S 
strain JCM1235 16 
Proteobacteria; 
192124 Bacteria_16S 
strain JCM1237 16 
Proteobacteria; 
192124 Bacteria_16S 
strain JCM1234 16 
Proteobacteria; 
192124 Bacteria_16S 
strain JCM6051 16 
Proteobacteria; 
cloacae complex. 
192124 Bacteria_16S 


strain 176 16S ribosomal RNA, partial sequence 
Streptococcaceae; 


Firmicutes; 
192124 Bacteria_16S 
strain STR Tl 16S 
Firmicutes; 
192124 Bacteria_16S 


strain S37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


192124 Bacteria_16S 
strain LMG 2542 1 
Proteobacteria; 
192124 Bacteria_16S 


citronellolis strain DSM 50332 16S ribosomal RNA, partial 
citronellolis Bacteria; 


Pseudomonas. 
192124 Bacteria_16S 


strain PCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
192124 Bacteria_16S 


strain BS 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
192124 Bacteria_16S 


strain JaH 16S ribosomal RNA, partial sequence 
lales; 


Firmicutes; Bacil 
192124 Bacteria_16S 
strain LS-13 16S 
Proteobacteria; 

192124 Bacteria_16S 
strain 441-1 16S 
Proteobacteria; 

192124 Bacteria_16S 


Lactobacillales; 


Lactobacillales; 


2936785 2936752 93 


AIU 301 16S ribosomal RNA, 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


2947503 2947470 93 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


2948993 2948960 93 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


2950481 2950448 93 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


2951982 2951949 93 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


2953480 2953447 93 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


2962472 2962439 93 


2964021 2963988 93 


ribosomal RNA, partial sequence 
Streptococcaceae; 


2965509 2965476 93 


2967052 2967019 93 


2973149 2973116 93 
Proteobacteria; 


2974711 2974678 93 


2976245 2976212 93 


Clostridiales; 
2983888 2983855 93 


Bacillaceae; Bacillus 
2991500 2991467 93 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; 


2992994 2992961 93 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; 


2994452 2994419 93 


126 gi 


219856832 


complete sequence 


126 gi 


126 gi 
126 gi 
126 gi 


126 gi 


126 gi 


Sphingomonadales; 


126 gi|219856814|ref|NR_024633.1 

2963222 2964720 Streptococcus 
Streptococcus. 

126 gi|219856812|ref|NR_024631.1 
2964771 2966222 Sphingopyxis 

Sphingomonadaceae; Sphingo 

126 gi| 219846946 |ref|NR_026538.1 

Enterobacteriaceae; Dicke 

126 gi|219846941|ref|NR_026533.1 


126 gi 


126 gi 


2975480 29769 
Clostridiaceae; 


126 gi 


126 gi 


126 gi 


126 gi 


219856825 


2946729 29481 
Enterobac 


219856824 


2948221 29496 
Enterobac 


219856823 


2949709 29511 


219856822 


2951208 29526 


219856821 


2952708 29541 


219856815 


2961676 29631 
Streptococcus. 


6S ribosomal RNA, partial sequence 2966273 29677 
Gammaproteobacteria; Enterobacteriales; 


219846940 


2973936 29754 
Gammaproteobacteria; Pseudomonadales; Pseudomonadacea 


219846939 


219846934 


2983106 29845 


219846929 


2990709 29921 


219846928 


2992209 29936 


219846927 


larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 


larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhizobium/Agrobacterium group; Agrobacterium. 


192124 Bacteria_16S 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; 


192124 Bacteria_16S 


2996012 2995979 93 


2997556 2997523 93 


126 gi 


126 gi 


219846926 
sequence 


219846925 


sequenc 
Gammaproteobacteria; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


F 
ref 


L 
ref 


ref 


ref 


2933018 293448 
Alteromonadales; 


uence 
Oceanospirillales; Oceanospirillum. 


2936039 29374 
Rhodospiril 


58 Enterobacter 
teriaceae; 


57 Enterobacter 
Enterobacteri 


57 Enterobacter 
Enterobacteriaceae; 


29 Enterobacter 


Enterobacteri 


71 Streptococcus 


e 2972376 29738 
Pseudomo 


58 Fluoribacter 


2993732 29951 
Rhizobiale 


2995219 29967 
Hydro 


NR_024655.1 


NR_024653.1 


NR_024652.1 
293453 


NR_024651.1 
8 


lales; 


NR_024644.1 


NR_024643.1 


NR_024642.1 


aceae; 
NR_024641.1 


NR_024640.1 
aceae; 


NR_024634.1 


8 


nadales; Pse 


NR_026532.1 


e; Pseudomon 
NR_026531.1 


NR_026526.1 


NR_026521.1 


luoribacter. 
NR_026520.1 


egionella. 
NR_026519.1 
6 
Ss; Rhizobiac 
NR_026518.1 
3 
genobacter. 


Oceanobacter kriegii 


58 Oceanobacter kriegii Bacteria; 
Oceanobacter. 


Marinobacterium 
0 Marinobacterium 


Alteromonadaceae; 


Oceanospirillum 

1 2935988 Oceanospirillum 
Acidiphilium 

9 Acidiphilium 


Acetobacteraceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


teriaceae; Serratia. 


Enterobacter aerogenes 


aerogenes Bacteria; 
Enterobacter. 


Enterobacter amnigenus 


amnigenus Bacteria; 
Enterobacter. 


Enterobacter gergoviae 


gergoviae Bacteria; 
Enterobacter. 


Enterobacter asburiae 


asburiae Bacteria; 
Enterobacter; 


Enterobacter 


Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Clostridium ultunense 


25 Clostridium ultunense Bacteria; 
Clostridium. 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Agrobacterium 
8 Agrobacterium 
eae; 


Hydrogenobacter 
2 Hydrogenobacter 


Acidithiobacillus 


NR_026517.1 


caldus strain KU 16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 


192124 Bacteria_16S 2999085 2999052 93 126 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

192124 Bacteria_16S 3002225 3002192 93 126 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

192124 Bacteria_16S 3003741 3003708 93 126 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
192124 Bacteria_16S 3005251 3005218 93 126 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

192124 Bacteria_16S 3008240 3008195 81 126 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

192124 Bacteria_16S 3014283 3014250 93 126 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

192124 Bacteria_16S 3018722 3018689 93 126 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

192124 Bacteria_16S 3020242 3020209 93 126 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

192124 Bacteria_16S 3021767 3021734 93 126 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

192124 Bacteria_16S 3024824 3024791 93 126 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

192124 Bacteria_16S 3026246 3026213 93 126 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
192124 Bacteria_16S 3029344 3029311 93 126 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

192124 Bacteria_16S 3032406 3032373 93 126 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 3033927 3033894 93 126 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 3035454 3035421 93 126 gi|219846899|ref|NR_026491.1] Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 3036977 3036944 93 126 gi|219846898|ref|NR_026490.1| Clostridium 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 3038531 3038498 93 126 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

192124 Bacteria_16S 3041575 3041542 93 126 gi|219846895|ref|NR_026487.1| Facklamia languida 


strain 1144-97 16S ribosomal RNA, partial sequence 3040796 30422 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
192124 Bacteria_16S 3043109 3043076 93 126 gi|219846894 
strain lacT 16S ribosomal RNA, partial sequence 3042319 30437 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
192124 Bacteria_16S 3049231 3049198 93 126 gi| 219846889 
strain M1832/95/2 16S ribosomal RNA, partial sequence 30484 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; E 

192124 Bacteria_16S 3050669 3050636 93 126 gi 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobac 
Desulfovibrio. 
192124 Bacteria_16S 
strain CreCitl 16 


re 
219846888 
sequence 
teria; Des 


3053774 3053741 93 126 
S ribosomal RNA, partial sequence 


gi| 219846886 
3052993 30544 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 
192124 Bacteria_16S 3055316 3055283 93 126 gi| 219846885 |ref|NR_026477.1 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 305602 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodo 
Propionivibrio. 

192124 Bacteria_16S 3058369 3058336 93 126 gi| 219846883 |ref|NR_026475.1 


amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 


Desulfov 


mococcus. 


ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026481.1 
54 3049838 Eremoc 


NR_026480.1 
049889 305136 


ulfovibrionales; 


ref 


Ww 


ref |NR_026478.1 


68 Facklamia languida Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Eremococcus coleocola 
occus coleocola 


Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionaceae; 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


3057592 305905 


Succinimonas 
3 Succinimonas 


amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Succinimonas. 
192124 Bacteria_16S 
strain AX39 16S r 
Proteobacteria; 
192124 Bacteria_16S 
mechernichensis s 
mechernichensis Bacteria; 
192124 Bacteria_16S 3062904 3062871 93 
mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 

192124 Bacteria_16S 
strain S369-98-1 
Firmicutes; Lactobacillales; 
192124 Bacteria_16S 3070299 3070266 93 
strain ml1134/97/1 
Firmicutes; Lactobacillales; 
192124 Bacteria_16S 3071744 3071711 93 
strain K 16S ribo 


3059868 3059835 93 


3061409 3061376 93 


3064446 3064413 93 


192124 Bacteria_16S 
strain 4-87 16S r 
Proteobacteria; 
192124 Bacteria_16S 
strain ORS 992 16 


3073257 3073224 93 


3076212 3076179 93 


192124 Bacteria_16S 3077765 3077732 93 
caribensis strain 
caribensis Bacter 


192124 Bacteria_16S 3079244 3079211 93 


multipotens strain RH-8 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 
192124 Bacteria_16S 
propionica strain 
Bacteria; Proteobacteria; 
192124 Bacteria_16S 3082396 3082363 93 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 

192124 Bacteria_16S 
sulfurophilus str 
sulfurophilus Bacteria; 
Thermoanaerobacter. 

192124 Bacteria_16S 

pantotrophus stra 


3080820 3080787 93 


teria; Proteobacteria; 


3083951 3083918 93 
Firmicutes; 


3085429 3085396 93 


Paracoccus. 
192124 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Paracoccus. 

192124 Bacteria_16S 


3086874 3086841 93 


3095878 3095845 93 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 30950 
acteria; Gammaproteobacteria; Aeromonadales; 


Bacteria; Proteob 


192124 Bacteria_16S 3100391 3100358 93 


700631 16S ribosomal RNA, partial sequence 
Facklamia. 


Lactobacillales; 
192124 Bacteria_16S 


Aerococcaceae; 
3106344 3106311 93 


strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 31070 
Rhizobiales; 


Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 3107821 3107788 93 
strain N2 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 3109285 3109252 93 
strain Nl 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 3113832 3113799 93 
strain DSM 12081 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 
192124 Bacteria_16S 3118423 3118390 93 


acteria; Deltaproteobacteria; 


126 


ibosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodoc 


train TL1 16S ribosomal RNA, partial s 
Proteobacteria; 


ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacter 


gi| 219846882 
3059104 30605 


ref 
94 Thauera selenatis Bacteria; 


NR_026474. 


Succinivibrionaceae; 


Thauera selenatis 


yclaceae; Thauera. 
126 gi| 219846881 |ref|NR_026473.1| Thauera 
equence 3060645 3062135 Thauera 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
126 gi|219846880|ref|NR_026472.1| Sulfitobacter 
sequence 3062186 3063600 Sulfitobacter 
ia; Rhodobacterales; Rhodobacteraceae; 
126 gi|219846879|ref|NR_026471.1| Streptococcus ovis 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptococcaceae; 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


27 Streptococcus 


ovis Bacteria; 


Streptococcus. 
126 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
3069511 3070973 Vagococcus lutrae Bacteria; 
Vagococcus. 
126 gi|219846874|ref|NR_026466.1| Methylocella palustris 
locella palustris Bacteria; 
rinckiaceae; Methylocella. 
126 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
3072467 3073861 Balneatrix alpica Bacteria; 
Balneatrix. 
126 gi|219846871|ref|NR_026463.1| Rhizobium undicola 
3075492 3076924 Rhizobium undicola Bacteria; 
aceae; Rhizobium/Agrobacterium group; Rhizobium. 
126 gi|219846870|ref|NR_026462.1| Burkholderia 


MWAP64 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 


Burkholderiales; Burkhol 

126 gi|219846869|ref|NR_026461.1 
ence 3078457 3079982 Desulf 
Desulfurellales; Desulfurellaceae; 
126 gi|219846868|ref|NR_026460.1 


U-8 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Desulfurellales; Desulfurellaceae; 
126 gi| 219846867 |ref|NR_026459.1 
equence 3081609 308313 


ain K-119 16S ribosomal RNA, partial s 
Deltaproteobacter 


126 


ain L-64 16S ribosomal RNA, partial sequ 
Clostridia; 


126 


in ATCC 35512 16S ribosomal RNA, parti 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacte 


126 


ain 381 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


126 


126 


126 


126 


complete sequence 
Rhodobacterales; 


126 


complete sequence 
Rhodobacterales; 


126 


complete sequence 
Rhodocyclales; 


126 


Thermoanaerobacte 


3099595 3101003 Fackl 


Phyl 


30800 


ia; Desu 


219846866 
ence 


gi 


rales; Thermoana 
gi|219846865|ref|NR_026457.1 
al sequence 3084717 308611 


ria; 


gi|219846864 


gi|219846858 
79 
Suc 


gi|219846855 


gi|219846851 
lobacteriac 
gi| 219846850 
3107102 31085 
Rhodobacter 
gi| 219846849 
3108566 31099 

Rhodobacter 
219846846 
3113039 
Rhodocyclaceae; 

gi| 219846843 


gi 


lfurellales; 


ref 


Rhodobacterales; 
ref 
Rhodobac 
ref 
ref 
amia 


ref 


ref 


3076975 30784 


33 3081558 Desul 


3083185 30846 


3086162 30875 
terales; 


ignava Bac 


Aquamicrob 


Rhodovul 


Rhodovul 


Azoarcus. 


De 


NR_026458.1 


Rhod 
NR_026456.1 
Rho 


NR_026450.1 
3096617 Rumino 
cinivibrionaceae 
NR_026447.1 


NR_026443.1 
51 Aquamicrobium 
eae; 
ref|NR_026442.1 
15 Rhodovulum robiginosum Bacteria; 
aceae; 
ref 


NR_026435.1 


0 


f 


s 


6 


5 


% 


i 


6 Burkholderia 
deriaceae; Burkholderia. 
Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Ruminobacter 

bacter amylophilus 

; Ruminobacter. 
Facklamia ignava ATCC 

eria; Firmicutes; 


Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Rhodovulum robiginosum 


um. 
NR_026441.1 
80 Rhodovulum iodosum Bacteria; 
aceae; 
ref 


Rhodovulum iodosum 


um. 
NR_026438.1 
3114569 Azoarc 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Gluconacetobacter 


intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


192124 Bacteria_16S 


3121421 3121388 93 


126 


gi|219846841 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 


oxalivorans Bacteria; 
192124 Bacteria_16S 
oxalaticus strain 


Bacteria; 


Hyphomicrobium. 


192124 Bacteria_16S 
methylovorum strain DSM 
methylovorum Bacteria; 


Hyphomicrobium. 


192124 Bacteria_16S 
zavarzinii strain 
zavarzinii Bacteria; 
192124 Bacteria_16S 
hollandicum strain IFAM 
hollandicum Bacteria; 


Hyphomicrobium. 


192124 Bacteria_16S 
plurifarium strain LMG 1 
plurifarium Bacteria; 


Mesorhizobium. 


192124 Bacteria_16S 


strain A901/1 16S 


Firmicutes; 
192124 Bacteria_16S 

denitrificans strain DSM 
denitrificans Bacteria; 


Firmicutes; 
3122968 3122935 93 
RAOx1 
Bacillales; 
3124465 3124432 93 


3125954 3125921 93 


3127423 3127390 93 
ZV-622 


3128911 3128878 93 


3131820 3131787 93 


3134810 3134777 93 


3136344 3136311 93 


Bacillales; 


126 


126 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


126 


126 


126 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


126 


126 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 


Rhodobacterales; 


126 


Paenibacillaceae; 


gi|219846840 


gi| 219846839 


gi| 219846838 


5458 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi|219846837 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi| 219846836 


gi| 219846834 


1892 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi| 219846832 
3134094 31355 


gi| 219846831 


sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 


sulfexigens Bacteria; 


Desulfocapsa. 


192124 Bacteria_16S 


deleyianum strain 


Proteobacteria; 


3137833 3137800 93 


Sulfurospirillum. 
3139300 3139267 93 


Deltaproteobacteria; 


126 


strain GY-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
192124 Bacteria_16S 


617-93 16S riboso 
Bacillales; 


strain 2045-94 16 
Firmicutes; 


pontiacus ChLG-10 
Bacteria; 


pedioforme strain 


pedioforme Bacteria; 
192124 Bacteria_16S 
intestinalis strain KMS2 
intestinalis Bacteria; 


Desulfovibrio. 


192124 Bacteria_16S 
orientis strain DSM 765 
Firmicutes; 
192124 Bacteria_16S 

kuznetsovii strain DSM 6 


Bacteria; 


kuznetsovii DSM 6 


192124 Bacteria_16S 
DSM 4024 16S ribosomal RNA, partial sequence 
guttoideum Bacteria; 
192124 Bacteria_16S 
arcachonense strain FI1F6 
arcachonense Bacteria; 


guttoideum strain 


Sulfurospirillum. 


192124 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


192124 Bacteria_16S 


Proteobacteria; 
192124 Bacteria_16S 
DSM 3802 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Deinococci; 
3140839 3140806 93 


3142398 3142365 93 


3143885 3143852 93 


16S ribosomal 


3149947 3149914 93 


3151461 3151428 93 
Proteobacteria; 
3154555 3154522 93 


Clostridia; 
3156143 3156110 93 
115 16S 
115 Bacteria; Firmicutes; 


3157733 3157700 93 


Firmicutes; 
3159248 3159215 93 


3160772 3160739 93 
NZ27 16 
acteria; 
3162212 3162179 93 


Thermales; 
mal RNA, partial sequence 
Bacillales Family XI. 
192124 Bacteria_16S 


Bacillales Family XI. 


Clostridia; 


Incertae Sedis; 


S ribosomal RNA, partial sequence 
Bacillales; 
192124 Bacteria_16S 

RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; 


126 gi|219846829|ref|NR_026421.1 

3138565 31400 
Thermaceae; Meiothermus. 
126 gi|219846828|ref|NR_026420.1 
3140051 3141558 Gemella bergeri Bacte 
Gemella. 

126 gi| 219846827 |ref|NR_026419.1 

3141609 31431 
Incertae Sedis; Gemella. 

126 gi|219846826|ref|NR_026418.1 

3143169 3144565 Sulfit 

Rhodobacteraceae; 

126 gi|219846822|ref|NR_026414.1 

3149167 315062 


ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


S ribosomal RNA, partial sequence 


126 


gi| 219846830 


Spirillum 5175 16S ribosomal RNA, partial sequence 
Sulfurospirillum 
Campylobacteraceae; 
192124 Bacteria_16S 


16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 31537 
Clostridiales; 


Chromatiales; Chromatia 
126 gi|219846821|ref|NR_026413.1 
3150676 315218 
Deltaproteobacteria; Desulfovibrionales; D 
126 gi|219846819|ref|NR_026411.1 
64 3155274 Desulf 
Peptococcaceae; Desulfosporosinu 
126 gi|219846818|ref|NR_026410.1 
sequence 3155325 315690 
Clostridia; Clostridiales; Peptococcac 
126 gi| 219846817 |ref|NR_026409.1 
3156952 315844 

Clostridiales; Lachnospiraceae. 
126 gi| 219846816 |ref|NR_026408.1 
3158497 315992 
Campylobacterales; 
126 gi|219846815|ref|NR_026407.1 


31599 


Deltaproteobacteria; Desulfuromonadales 


gi|219846814 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 


Aneurinibacillus 


sequence 3 
Rhizobiales; 


Rhizobiales; Hyphomic 


Rhizobiales; 


sequence 3128192 312961 
Rhizobiales; Hyphomicrobiaceae; 


Rhizobiales; 


Desulfobacterales; 


NR_026433.1 
120644 312214 


ref 


Ww 


ref |NR_026432.1 
group; 
NR_026431.1 
123738 312518 
Hyphomi 


ref 


ref|NR_026430.1 


125234 312665 


w 


ref|NR_026429.1 
3126704 312814 


ref|NR_026428.1 


ref|NR_026426.1 
131100 313253 


Phyllobac 


Ww 


ref|NR_026424.1 
Paracoccu 
NR_026423.1 
135552 313703 
Des 


ref 


Ww 


ref|NR_026422.1 


313708 


80 3161460 Desulf 
; Desulfuromonad 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 


16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 


Paenibacillaceae; Aneurinibacillus Ammoniphilus. 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 


Hyphomicrobiaceae; Hyphomicrobium. 


Hyphomicrobium 
6 Hyphomicrobium 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
Rhodobacteraceae; 


Ss. 

Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Sulfurospirillum 
4 3138514 


deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Sulfitobacter 

obacter pontiacus 
Sulfitobacter. 
Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Desulfovibrio 

4 Desulfovibrio 

esulfovibrionaceae; 


Desulfosporosinus 
osporosinus orientis 
s. 
Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Desulfotomaculum 
6 Desulfotomaculum 


Sulfurospirillum 
9 Sulfurospirillum 
Campy lobacteraceae; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 


ref|NR_026406.1 
3161511 316291 


Antarctobacter 
0 Antarctobacter 


heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Antarctobacter. 


192124 Bacteria_16S 3163673 3163640 93 126 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

192124 Bacteria_16S 3168265 3168232 93 126 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
192124 Bacteria_16S 3172829 3172796 93 126 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

192124 Bacteria_16S 3177424 3177391 93 126 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

192124 Bacteria_16S 3180369 3180336 93 126 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

192124 Bacteria_16S 3181917 3181884 93 126 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 3183469 3183436 93 126 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 3185021 3184988 93 126 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 3186573 3186540 93 126 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 3188125 3188092 93 126 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

192124 Bacteria_16S 3189677 3189644 93 126 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 3191229 3191196 93 126 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 3192781 3192748 93 126 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 3194331 3194298 93 126 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 3195883 3195850 93 126 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 3197362 3197329 93 126 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

192124 Bacteria_16S 3198843 3198810 93 126 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

192124 Bacteria_16S 3204794 3204761 93 126 gi| 219846785 |ref|NR_026377.1| Treponema amylovorum 


strain HA2P 16S r 
Spirochaetes; Spi 


192124 Bacteria_16S 


strain IFO 10550 
Proteobacteria; A 


192124 Bacteria_16S 


strain IFO 15498 
Proteobacteria; A 


192124 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


ibosomal RNA, partial sequence 
rochaetales; 
3209292 3209259 93 126 gi 
lphaproteobacteria; 
3210784 3210751 93 


Sphingomonadales; 
126 gi 


lphaproteobacteria; Sphingomonadales; 

3212290 3212257 93 126 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


192124 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; Sp 


3218409 3218376 93 126 
ribosomal RNA, partial sequence 
hingobacteria; 


gi 


3204032 32054 
Spirochaetaceae; Treponema. 


219846782 


16S ribosomal RNA, partial sequence 3208570 32100 


Sphingomon 
219846781 


16S ribosomal RNA, partial sequence 3210062 32115 


Sphingomon 
219846780 
al sequenc 
teria; 


ref 


adac 
ref 


adac 
ref 


219846775 


ref 


11 Sphingomonas 


03 Sphingomonas 


e 3211554 32129 
Campylo 


NR_026374.1 


eae; Sphingo: 
NR_026373.1 


eae; Sphingo: 
NR_026372.1 
7 
bacterales; 


74 Treponema amylovorum Bacteria; 


Sphingomonas mali 


mali Bacteria; 


monas. 
Sphingomonas pruni 


pruni Bacteria; 


monas. 
Helicobacter 

4 Helicobacter 

Helicobacteraceae; 


NR_026367.1 


Thermonema rossianum 


3217640 3219104 Thermonema rossianum Bacteria; 
Sphingobacteriales; Flammeovirgaceae; Thermonema. 


192124 Bacteria_16S 3219924 3219879 81 126 gi|219846774|ref|NR_026366.1 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprot 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; C 


192124 Bacteria_16S 
lividum strain DSM 1522 16S ribosomal RNA, partial sequen 


3221423 3221390 93 126 gi 


219846773 
ce 32206 


ref |NR_026365.1 
51 3222119 Janthi 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 

Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 

Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Vibrio tapetis strain 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

192124 Bacteria_16S 3222942 3222909 93 126 gi|219846772|ref|NR_026364.1 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 3222170 322363 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
Janthinobacterium. 

192124 Bacteria_16S 3227456 3227423 93 126 gi|219846769|ref|NR_026361.1 

CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 


Proteobacteria; 


192124 Bacteria_16S 


glycolicus strai 
glycolicus Bacte 
Desulfofustis. 


192124 Bacteria_16S 


strain TagT2C 16 
Proteobacteria; 


192124 Bacteria_16S 


strain NZ35 16S 
Firmicutes; Clos 


192124 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial sequ 


africanus strain 
africanus Bacter 
Desulfovibrio. 


192124 Bacteria_16S 


ATCC19120 16S ri 
Bacillales; List 


192124 Bacteria_16S 


aeronauticum str 
aeronauticum Bac 


192124 Bacteria_16S 


strain WV6 16S r 
Firmicutes; Clos 


192124 Bacteria_16S 


strain DSM 43764 
Actinobacteria; 
Actinomadura. 


192124 Bacteria_16S 


strain LMG 2142 
Proteobacteria; 


192124 Bacteria_16S 


australicum stra 
australicum Bact 


192124 Bacteria_16S 


strain LLAP12 16 
Bacteria; Proteo 


192124 Bacteria_16S 


strain L2 16S ri 
Proteobacteria; 


192124 Bacteria_16S 


strain Feox-1 16 
Proteobacteria; 


192124 Bacteria_16S 


strain ATCC 1331 
Proteobacteria; 


192124 Bacteria_16S 


strain ATCC 2990 
Proteobacteria; 


192124 Bacteria_16S 


strain DSM 8239 
Firmicutes; Clos 


192124 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial seq 
Clostridiale 


fimetarium strai 
fimetarium Bacte 


192124 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial sequ 
Clostridiales; 
219846734 


paludosum strain 
paludosum Bacter 


192124 Bacteria_16S 


3238183 3238150 93 126 gi 


n 


Alphaproteobacteria; Rhizobiales; Xanth 
3241119 3241086 93 126 gi 
ribosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 
3242668 3242635 93 126 gi 


ia; Proteobacteria; Deltaproteobacteria; 


3271233 3271200 93 126 gi 
3 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
3272771 3272738 93 126 gi 
3 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
3275798 3275765 93 126 gi 
1 
tridia; Clostridiales; Eubacteriaceae; 
3277317 3277284 93 126 gi 
n 
ria; Firmicutes; Clostridia; 


3278826 3278793 93 126 gi 
Firmicutes; Clostridia; 
3280345 3280312 93 


ia; 


126 gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


219846762 


PerGlyS 16S ribosomal RNA, complete sequence 


ob 


Th 


Betaproteobacteria; Burkholderiales; Lept 


Ac 


ria; Proteobacteria; Deltaproteobacteria; Desulfo 
3239681 3239648 93 126 gi|219846761 
S ribosomal RNA, partial sequence 3238968 32403 


acterace 
219846760 
3240430 32418 
ermobrac 
219846759 
ence 

Desulfovibrionales; 


3245771 3245738 93 126 gi| 219846757 
bosomal RNA, partial sequence 3244997 32464 
eriaceae; Listeria. 

3247217 3247184 93 126 gi| 219846756 
ain DSM 10349 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Clostridia; Clostridiales; Pep 

3248739 3248706 93 126 gi| 219846755 
ibosomal RNA, partial sequence 3247999 32493 
tridia; Clostridiales; Clostridiaceae; Clostridiu 

3253216 3253171 4 49 gi|219846752 

16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteridae; Actinomycetales; Streptosporang 

3262140 3262107 93 126 gi|219846746 
16S ribosomal RNA, partial sequence 3261418 32628 
Alphaproteobacteria; Sphingomonadales; Sphingomon 

3263664 3263631 93 126 gi|219846745 
in IFAM ST1306 16S ribosomal RNA, partial sequenc 


eria; Proteobacteria; Alphaproteobacteria; Rhizob 
3266709 3266676 93 126 gi| 219846743 
S ribosomal RNA, partial sequence 3265947 32672 
bacteria; Gammaproteobacteria; Legionellales; Leg 
3268127 3268094 93 126 gi|219846742 
bosomal RNA, partial sequence 3267345 32688 


Gammaproteobacteria; Legionellales; Legionellacea 
3269666 3269633 93 126 gi|219846741 
S ribosomal RNA, complete sequence 3268876 32703 


othrix. 
219846740 


32704 


nterobac 
219846739 


32719 


nterobac 
219846737 
6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 
219846736 
uence 

Ss; 
219846735 
ence 


Eubac 


Eubact 


Vibrio 


ref|NR_026354.1 
3237371 323891 
bacterales; Desu 


ref |NR_026353.1 
79 Xanthobacter 
ae; 
ref|NR_026352.1 
hium. 
ref|NR_026351.1 
3241884 324339 
Desu 


ref|NR_026349.1 


ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026347.1 


m. 
ref |NR_026344.1 
26 Actinomadura 
ineae; Thermomon 


ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref|NR_026335.1 


ionellaceae; Leg 
ref |NR_026334.1 


Legionella. 
NR_026333.1 


e; 
ref 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026329.1 


rium. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetob 


22 Listeria grayi Bacteria; 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 
Xanthobacter. 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Listeria grayi strain 
Firmicutes; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Pedomicrobium 

2 Pedomicrobium 

obiaceae; Pedomicrobium. 

Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium 
2 Acetobacterium 
acterium. 


ref|NR_026326.1 


Acetobacterium malicum 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 


Firmicutes; Clos 


tridia; Clostridiales; 


Eubacteriaceae; Acetobacterium. 


192124 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


192124 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


192124 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


192124 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


192124 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


192124 Bacteria_16S 


strain LMG 5743 1 
Proteobacteria; G 


192124 Bacteria_16S 


strain LMG 5047 1 
Proteobacteria; G 


192124 Bacteria_16S 


strain LMG 708 16 
Proteobacteria; G 


192124 Bacteria_16S 


strain LMG 538 16 
Proteobacteria; G 


192124 Bacteria_16S 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


192124 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


192124 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


192124 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


192124 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


strain B 16S ribo 
Clostridia; Clost 


192124 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


192124 Bacteria_16S 


strain 301 16S ri 


3281864 3281831 93 126 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283388 3283355 93 126 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3284913 3284880 93 126 gi 


ridia; Clostridiales; Eubacteriaceae; 
3286420 3286387 93 126 gi 


ridia; Clostridiales; Clostridiaceae; 

3287936 3287903 93 126 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3289423 3289390 93 126 gi 


ammaproteobacteria; Xanthomonadales; X 
3290948 3290915 93 126 gi 


ammaproteobacteria; Xanthomonadales; X 
3292500 3292467 93 126 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3294052 3294019 93 126 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3295602 3295569 93 126 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


3297130 3297097 93 126 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3298655 3298622 93 126 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3300165 3300132 93 126 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3301697 3301664 93 126 gi 
ridiales; Blautia. 

3307870 3307837 93 126 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3309332 3309299 93 126 gi 
bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


192124 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


192124 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


192124 Bacteria_16S 


halophilus strain 
halophilus Bacter 


192124 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


192124 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


192124 Bacteria_16S 


3312278 3312245 93 126 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 

3322952 3322919 93 126 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3350303 3350270 93 126 gi 
etaproteobacteria; Burkholderiales; Bu 
3361179 3361146 93 126 gi 
DSM 20408 16S ribosomal RNA, partial 

ia; Firmicutes; Bacillales; Bacillacea 
3365789 3365756 93 126 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3379377 3379344 93 126 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


3388508 3388475 93 126 gi 


219846733 
sequence 
iales; Eub 
219846732 

quence 
es; Eubact 
219846731 


6S ribosomal RNA, partial sequence 3284145 32856 


Acetobacte 
219846730 


16S ribosomal RNA, partial sequence 3285670 32871 


Clostridiu 
219846729 
ence 32871 
hermodesul 
219846728 


6S ribosomal RNA, partial sequence 3288642 32901 
thomonad 


an 
219846727 


6S ribosomal RNA, partial sequence 3290167 32916 
thomonad 


an 
219846726 


3291719 32932 
thomonad 


an 
219846725 


3293271 32947 
anthomonad 


219846724 
equence 
ia; Xantho 


219846723 
ence 32963 
spiraceae; 
219846722 
al sequenc 
stridiales 
219846721 
quence 
eria; Thio 


219846720 


219846716 
ence 33071 
les; Xanth 
219846715 


3308619 33100 


obacterace 
219846712 


3311548 33129 


Sphingomon 
219846704 
al sequenc 
erobactera 


219846684 


6S ribosomal RNA, partial sequence 3349528 33510 


rkholderia 
219846676 
sequence 
e; Marinoc 
219846673 
tial seque 
ridiales; 
219846663 
equence 

a; Desulfo 


219846653 


ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


rium. 
ref |NR_026322.1 


m. 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref |NR_026320.1 


acea 
ref 


e; Xanthomon 
NR_026319.1 


acea 
ref 


e; Xanthomon 
NR_026318.1 


acea 
ref 


e; Xanthomon 
NR_026317.1 
Xanth 


aceae; 


monadales; 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref|NR_026314.1 
e 3297885 329934 
Bl 


trichales; Pi 


ref 
ias 


NR_026312.1 
chinkii Bact 


ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacte 
ref |NR_026304.1 


adaceae; Sphingo 
ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref |NR_026276.1 


ceae; Paucimonas 
ref |NR_026268.1 
3360383 336190 
occus. 
ref |NR_026265.1 
nce 336503 
Clostridiaceae; 
ref|NR_026255.1 

3378593 338009 
vibrionales; Des 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 
2 Blautia 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Blautia schinkii 
eria; Firmicutes; 


Xanthobacter 
bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 
Le 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Thermoanaerobacterium 

2 Thermoanaerobacterium 

obacterales Family III. 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Marinococcus 
2 Marinococcus 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


ref |NR_026245.1 


Rhabdochromatium 


marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 


192124 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


192124 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


192124 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


192124 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


192124 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


192124 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


192124 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


192124 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


192124 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


192124 Bacteria_16S 


DSM 
Proteobacteria; 


2403 16S ribo 
G 


192124 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; G 


192124 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


192124 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


192124 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


192124 Bacteria_16S 


homopropionicum s 
homopropionicum B 


192124 Bacteria_16S 


DSM 
Clostridia; 


316 16S ribos 
Clost 


192124 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


192124 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


192124 Bacteria_16S 


strain DSM 8723 
Firmicutes; Bacil 
192124 Bacteria 
strain DSM 8722 
Firmicutes; Bacil 
192124 Bacteria_ 
strain DSM 8721 
Firmicutes; Bacil 


16S 


16S 


3389964 3389931 93 126 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3408191 3408158 93 126 gi 

DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


, 


3411253 3411220 93 126 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3418635 3418602 93 126 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


ne 


qu 


v 


3420188 3420155 93 126 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


en 
na 
3423150 3423117 93 126 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobacter 


3427592 3427559 93 126 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


eq 


v 


3429071 3429038 93 126 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3437573 3437540 93 126 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3439082 3439049 93 126 gi 


he 


en 
na 


ammaproteobacteria; Pseudomonadales; Mor 
3440592 3440559 93 126 gi 
ammaproteobacteria; Pseudomonadales; Mor 
3443611 3443578 93 126 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3522707 3522674 93 126 gi 


se 


, 


etaproteobacteria; Rhodocyclales; Rhod 
3528784 3528751 93 126 gi 


Oc 


ridia; Clostridiales; Clostridiaceae; Cl 
3530282 3530249 93 126 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3531810 3531777 93 126 gi 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533256 3533223 93 126 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3534803 3534770 93 126 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3536370 3536337 93 126 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3537928 3537895 93 126 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3539497 3539464 93 126 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ia 
ri 


gi 
Sa 


eq 
il 


gi 


gi 


192124 Bacteria 


16S 


3541069 3541036 93 126 


gi 


219846652 


219846640 
eq 


219846637 


219846632 


219846631 


219846629 
ia 


219846626 


219846625 


219846618 


219846617 


somal RNA, partial sequence 3438312 3439771 Aci 


219846616 
6S ribosomal RNA, partial sequence 3439822 344 


219846614 
219846561 
6S ribosomal RNA, partial sequence 3521933 35234 


219846557 
6S ribosomal RNA, partial sequence 3528019 35294 


219846556 
219846555 
3531057 3532455 Sarci 


219846554 
3532506 35339 


219846553 
219846552 
3535585 35370 


219846551 
3537139 35386 


219846550 
3538695 35402 


219846549 


NR_026244.1 
338924 

s; Thermaceae; 
ref|NR_026232.1 
3407396 340888 
obacterales; Syn 


al seque 
Thermale 


nce 


uence 
Syntroph 


ref|NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026224.1 

3417892 341936 
rillales; Acetob 


34104 
llaceae; 


ence 
Rhodospi 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromona 


ce 34194 
dales; P 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


1 sequen 
ia; Alte 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


uence 
Alteromo 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026210.1 
03 3438261 Acinet 
ellaceae; Ac 
NR_026209.1 
cter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026153.1 


34282 
wanellac 


ce 343 
dales; 


68 

Morax 
ref 
netoba 
axellace 
12 


axellace 


quence 
Pseudomo 


¢ Th 
ref 


yclaceae auera. 


NR_026149.1 
ostridium. 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026147.1 
na maxima Bacter 


1 sequen 
diales; 


ref|NR_026146.1 
rcina. 
ref 

3 


NR_026145.1 
534017 353553 
Bacillus. 
ref|NR_026144.1 
88 Bacillus 


uence 
laceae; 


ref |NR_026143.1 
44 Bacillus 


ref |NR_026142.1 
15 Bacillus 


ref 


d 


Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Dialister pneumosintes 
ter pneumosintes 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 
an 
Acinetobacter junii 
junii Bacteria; 
r. 
Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Thauera aromatica 


32 Thauera aromatica Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 
Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


NR_026141.1 


strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


192124 Bacteria_16S 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 35433 


Firmicutes; 


192124 Bacteria_16S 
strain DSM 8715 16S ribosomal RNA, 


Firmicutes; 


192124 Bacteria_16S 


DSM 
Bacillales; 


192124 Bacteria_16S 
paraputrificum st 
paraputrificum Ba 
192124 Bacteria_16S 
strain IndiB4 16S 


Firmicutes; 


192124 Bacteria_16S 


6307 16S ribosomal RNA, 


3542626 3542593 93 126 


Bacillus. 
126 


Bacillales; Bacillaceae; 


3544180 3544147 93 


Bacillus. 
126 


Bacillales; Bacillaceae; 
3545736 3545703 93 
complete sequence 
Bacillaceae; Bacillus. 

3550335 3550302 93 126 
cteria; Firmicutes; Clostridia; 
3551866 3551833 93 126 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
3554928 3554895 93 


Clost 
126 


gi 


gi 


complete sequence 3543393 35448 


gi 


3544949 35464 


gi 


rain ATCC 25780 16S ribosomal RNA, par 
Clostr 


gi 


3551089 35526 
Clostridiaceae; 


gi 


219846548 


219846547 


219846546 


219846543 
tial seque 
idiales; C 
219846542 


Caloramato 
219846540 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 
192124 Bacteria_16S 
strain 106 16S ri 


in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


3556511 3556478 93 


1 sequence 
ria; Rhodo 
126 gi| 219846538 
3555718 35572 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026138.1 
54 Bacillus 


ref 
nce 
lost 

ref 


NR_026135.1 
354957 
ridiaceae; C 
NR_026134.1 


cohnii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Clostridium 
2 3551038 Clostridium 
lostridium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


6 


spirillales e 


ref|NR_026130.1 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Zoogloea ramigera 


bosomal RNA, partial sequence 


47 Zoogloea 


ramigera Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

192124 Bacteria_16S 3558112 3558079 93 126 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 

strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 3559592 3559559 93 126 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 

strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 3561107 3561074 93 126 gi|219846535|ref|NR_026127.1| Vibrio orientalis 

strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 3562628 3562595 93 126 gi|219846534|ref|NR_026126.1] Vibrio 

nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 

nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 3564113 3564080 93 126 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 

80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 

Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 3565593 3565560 93 126 gi|219846532|ref|NR_026124.1| Vibrio natriegens 

strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 3567099 3567066 93 126 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 

strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 3568605 3568572 93 126 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 

strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 

Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 3570056 3570023 93 126 gi|219846529|ref|NR_026121.1| Acetobacter aceti 

strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 

Acetobacter subgen. Acetobacter. 

192124 Bacteria_16S 3574606 3574573 93 126 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 

strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

192124 Bacteria_16S 3576169 3576136 93 126 gi|219846525|ref|NR_026117.1| Legionella feeleii 

strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

192124 Bacteria_16S 3582101 3582068 93 126 gi| 219846521 |ref|NR_026113.1]| Clostridium 

stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 

Clostridiaceae; Clostridium. 

192124 Bacteria_16S 3583652 3583619 93 126 gi|219846520|ref|NR_026112.1| Clostridium 

thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 

thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 3588317 3588284 93 126 gi|219846517|ref|NR_026109.1| Desulfurella 

acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 

Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

192124 Bacteria_16S 3589887 3589854 93 126 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 


strain Anox B 16S 
Proteobacteria; B 


192124 Bacteria_16S 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Ideo 


3589120 35906 


nella. 


3591413 3591380 93 126 gi 


219846515 


19 Ideonella dechloratans Bacteria; 


ref|NR_026107.1 
3590670 359214 


Acetobacter 
8 Acetobacter 


pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


192124 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


192124 Bacteria_16S 
ain DSM 1351 16S ribosomal RNA, partia 
Clostri 


cellobioparum str 
cellobioparum Bac 


192124 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


192124 Bacteria_16S 
n RHM5 16S ribosomal RNA, partial sequ 
Lachno 


lentocellum strai 
Bacteria; Firmicu 


192124 Bacteria_16S 
rain DSM 5628 16S ribosomal RNA, parti 
Clostr 


celerecrescens st 
celerecrescens Ba 


192124 Bacteria_16S 


strain LMG 7837 1 


Sinorhizobium. 


192124 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


192124 Bacteria_16S 


strain CIP 7430 
Proteobacteria; G 


192124 Bacteria_16S 


strain 3015 16S r 


strain DSM 50071 
Bacteria; Proteob 


strain Dfr2 16S r 
Proteobacteria; D 


strain Dfrl 16S r 
Proteobacteria; D 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


192124 Bacteria_16 


strain MIT 95-170 
Bacteria; Proteob 


192124 Bacteria_16S 


strain USDA 1844 
strain Inkinen 16 
Proteobacteria; E 


szegediense strai 
Bacteria; Proteob 


192124 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


192124 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


192124 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


192124 Bacteria_16S 


strain H152 16S r 
Proteobacteria; A 


192124 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


3592941 3592908 93 126 gi 
ridia; Clostridiales; Clostridiaceae; 
3594472 3594439 93 126 gi 


teria; Firmicutes; Clostridia; 
3596010 3595977 93 126 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3597538 3597505 93 126 gi 


gi 


tes; Clostridia; Clostridiales; 


3599091 3599058 93 126 gi 
cteria; Firmicutes; Clostridia; 


3603716 3603683 93 126 gi 


3609776 3609743 93 126 gi 
lales; Planococcaceae; Planococcus. 
3612732 3612699 93 126 gi 


16S ribosomal RNA, partial sequence 


3624492 3624444 78 126 
ibosomal RNA, partial sequence 


gi 


3629175 3629142 93 
16S ribosomal RNA, 


126 gi 
complete sequence 


3630759 3630726 93 126 
ibosomal RNA, partial sequence 


gi 


3632284 3632251 93 126 
ibosomal RNA, partial sequence 


gi 


3633748 3633715 93 126 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; 
m. 
Ss 3635269 3635236 93 126 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3645966 3645933 93 126 gi 


3647456 3647423 93 126 
S ribosomal RNA, partial sequence 


gi 


3649003 3648970 93 126 gi 
acteria; Gammaproteobacteria; Methyloc 
3650542 3650509 93 126 gi 


S ribosomal RNA, partial sequence 


3652083 3652050 93 
bosomal RNA, 


126 
complete sequence 


gi 


3655140 3655107 93 126 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


3656617 3656584 93 126 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3658203 3658170 93 126 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


gi 


192124 Bacteria_16S 


3659760 3659727 93 126 gi 


6S ribosomal RNA, partial sequence 3592199 35936 


3595254 35967 


6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


16S ribosomal RNA, partial sequence 3608971 36104 


ammaproteobacteria; Aeromonadales; Aer 


3623734 36252 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
192124 Bacteria_16S 


acteria; Gammaproteobacteria; Pseudomo 
192124 Bacteria_16S 
3629961 36314 
eltaproteobacteria; Desulfuromonadales 
192124 Bacteria_16S 
3631486 36329 
eltaproteobacteria; Desulfuromonadales 
192124 Bacteria_16S 


Gammaprote 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
192124 Bacteria_16S 
3646715 36481 
psilonproteobacteria; Campylobacterale 
192124 Bacteria_16S 
n OR2 16S ribosomal RNA, partial seque 


3649747 36512 
ammaproteobacteria; Methylococcales; M 


3651286 36527 
ammaproteobacteria; Methylococcales; M 


3655877 36573 


219846513 


Clostridiu 
219846512 
1 sequence 
diales; Cl 
219846511 


Clostridiu 
219846509 
ence 35967 
spiraceae; 
219846508 
al sequenc 
idiales; C 
219846504 
bi 


aceae; S 


219846499 


219846497 

36119 
omonadacea 
219846489 


nebacterin 
219846486 
36283 
nadales; P 
219846485 
; Geobacte 
219846484 
; Geobacte 
219846483 
al sequenc 
obacteria; 


219846482 
36345 
obacterale 
219846474 


biaceae; R 
219846473 


s; Helicob 
219846472 
nce 36482 
occales; M 
219846471 


ethylococc 
219846470 


ethylococc 
219846468 
sequence 

eria; Rhod 


219846467 


biaceae; R 
219846466 
sequence 

ria; Alter 


obac 


omon 


ref|NR_026105.1 
m. 
ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref|NR_026103.1 


m. 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026091.1 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref |NR_026077.1 


race 
ref 


ae; Geobacte 
NR_026076.1 


raceae; Geobacte 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026066.1 


hizobium/Agrobac 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref |NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026060.1 

3654403 365582 
terales; Rho 
ref|NR_026059.1 
bium/Agrobac 
ref|NR_026058.1 

3657404 365891 
adales; Shew 


219846465 


frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 


frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 
Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
idium lentocellum 
m. 
Clostridium 
6 Clostridium 
lostridium. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Mycobacterium simiae 
simiae Bacteria; 

aceae; Mycobacterium. 
Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


Ts 
Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 
hizo 


terium group; Rhizobium. 
Shewanella 
0 Shewanella 


anellaceae; Shewanella. 


ref|NR_026057.1 
3658961 366046 


Shewanellaceae; 


Shewanella 
5 Shewanella 
Shewanella. 


192124 Bacteria_16S 
strain IC079 16S 
Proteobacteria; 

192124 Bacteria_16S 
strain ATCC 15712 
Bacteria; 
192124 Bacteria_16S 
strain HK 204 16S 
Proteobacteria; 
192124 Bacteria_16S 
strain EN 101 16S 
Proteobacteria; 
192124 Bacteria_16S 


3661307 3661282 93 


3667434 3667401 93 


3668939 3668906 93 


3670446 3670413 93 


3671953 3671920 93 


wasabiae strain SR91 16S ribosomal RNA, partial sequence 


Bacteria; 
192124 Bacteria_16S 


3673462 3673429 93 


betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


betavasculorum Bacteria; 
Pectobacterium. 
192124 Bacteria_16S 
strain 1846 16S 
Proteobacteria; 

192124 Bacteria_16S 


Proteobacteria; 


3674967 3674934 93 


3679630 3679597 93 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 


Rickettsia; spotted fever group. 

192124 Bacteria_16S 3682588 3682555 93 
arcticus strain 2 
Bacteria; 
192124 Bacteria_16S 
strain CNS 2-75 1 


3684041 3684008 93 


192124 Bacteria_16S 3685604 3685571 93 


chlororespirans strain Co23 16S ribosomal RNA, partial 
Clostridia; 


chlororespirans Bacteria; Firmicutes; 
192124 Bacteria_16S 3690161 3690128 93 


118 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alt 


126 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


126 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


126 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


126 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


126 


126 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


126 


126 


38 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


126 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 


126 


126 


strain UIA 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


192124 Bacteria_16S 
strain P-172-71 1 
Proteobacteria; 
192124 Bacteria_16S 


3694717 3694684 93 


3696154 3696121 93 


porcinus strain NM319 16S ribosomal RNA, partial sequence 


Bacteria; 
192124 Bacteria_16S 
strain LRB 8581 1 
Proteobacteria; 
192124 Bacteria_16S 3711198 3711165 93 
strain Pasteur III 16S ribosomal 
Firmicutes; Clostridia; Clostridiales; 
192124 Bacteria_16S 3715692 3715659 93 
strain CKK 16S ribosomal RNA, 
Tenericutes; Mollicutes; 
192124 Bacteria_16S 3717119 3717086 93 
strain E-37 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 3718639 3718606 93 
halophilus strain 


3697629 3697596 93 


Halothiobacillus. 
192124 Bacteria_16S 3720168 3720135 93 
strain 2585 16S ribosomal RNA, 
Firmicutes; Clostridia; Clostridiales; 
192124 Bacteria_16S 3751194 3751161 93 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae 


192124 Bacteria_16S 3752708 3752675 93 


126 


6S ribosomal RNA, partial sequence 3693916 36953 
Gammaproteobacteria; Pasteurellales; Pasteurellac 


126 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


126 


6S ribosomal RNA, partial sequence 3696887 36983 
Epsilonproteobacteria; Campylobacterales; 


126 


RNA, partial sequence 
Clostridiaceae; 


126 


complete sequence 
Mycoplasmataceae; Mycoplasma. 


126 


RNA, partial sequence 
Rhodobacterales; 


126 


DSM 6132 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


126 


complete sequence 
Clostridiaceae; 


126 


126 


strain 275c 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


192124 Bacteria_16S 3754234 3754201 93 


strain M165/69 16S ribosomal RNA, partial sequence 


126 


gi|219846464 
3660516 36619 


219846459 
36666 


gi 
gi|219846458 
3668184 36696 


gi|219846457 
3669690 36711 


219846456 
36711 


gi 


gi|219846455 


gi|219846454 
3674212 36756 
Enterobac 


gi|219846451 


219846449 
36818 


gi 


gi|219846448 
(e) 
219846447 
sequence 
Clostridiales; 
gi|219846444 
3689398 36908 


gi 


gi|219846441 


219846439 
36953 
Pa 
219846438 


gi 


gi 


Helicob 
219846429 
37104 
Clostridiu 
gi|219846426 
3714904 37163 


gi 


gi|219846425 
3716418 37177 

Rhodobacter 
gi|219846424 
Chromat 


gi| 219846422 
3719395 37209 


gi| 219846398 


gi|219846397 
3751943 37534 


Enterobacteriaceae; 


Enterobacteriales; 


Rickettsiales; 


Rhodobacteraceae; 


ref|NR_026056.1 
Glaciecol 
ref|NR_026050.1 
Enterobacteriac 
ref |NR_026049.1 


ref|NR_026048.1 


ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
367270 


ref |NR_026045.1 
teriaceae; Panto 
ref |NR_026042.1 
3678896 368032 
Ricke 


ref |NR_026040.1 
64 3683252 Octade 


ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref |NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_026035.1 


ref |NR_026032.1 
eae. 
ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref|NR_026029.1 


acteraceae; Heli 
ref |NR_026020.1 
25 3711931 Clostr 
m. 


ref|NR_026017.1 


ref|NR_026016.1 
aceae; Sagittula 
ref |NR_026015.1 

3717841 371934 
iales; Halothiob 


ref|NR_026013.1 


ref |NR_025989.1 

3750418 375189 
; Mycoplasma. 
ref|NR_025988.1 


gi| 219846396 


90 Glaciecola pal 
eromonadaceae; 


Glaciecola pallidula 
llidula Bacteria; 
a. 

Brenneria salicis 


79 3668133 Brenneria salicis ATCC 15712 


eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


Enterobacteriaceae; Erwinia. 


Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 
Brenneria. 


Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Helicobacter trogontum 


08 Helicobacter trogontum Bacteria; 


cobacter. 
Clostridium septicum 
idium septicum Bacteria; 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 
Clostridium. 


Mycoplasma 
2 Mycoplasma 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


ref|NR_025987.1 


Mycoplasma bovoculi 


3753459 3754932 Mycoplasma bovoculi Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


192124 Bacteria_16S 3755749 3755716 93 


126 


strain PG43 16S ribosomal RNA, partial sequence 


192124 Bacteria_16S 3758756 3758723 93 


126 


strain PG51 16S ribosomal RNA, partial sequence 


192124 Bacteria_16S 3763373 3763340 93 


fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial 
Clostridia; 


fibrisolvens Bacteria; 
192124 Bacteria_16S 


Firmicutes; 
3764806 3764773 93 


thermocisternum strain ST90 16S ribosomal RNA, partial 
Clostridia; 


thermocisternum Bacteria; 
192124 Bacteria_16S 


Firmicutes; 
3766321 3766288 93 


acrylicus strain W218 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


192124 Bacteria_16S 3770748 3770715 93 


126 


126 


126 


126 


strain R001 16S ribosomal RNA, partial sequence 


Proteobacteria; 
192124 Bacteria_16S 
palmitatis strain 
Bacteria; 
192124 Bacteria_16S 
norvegica strain 
Bacteria; 
Thermodesulforhabdus. 
192124 Bacteria_16S 

strain UC/MF 16S 


3773727 3773694 93 


3776819 3776786 93 


3779891 3779858 93 
ribosomal RNA, partial 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


192124 Bacteria_16S 3781350 3781317 93 


126 


A8444 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Desulfuromonadales 

126 gi| 219846379 |ref 
37759 

Syntrophobacterales; S 

126 gi| 219846377 |ref 
sequence 3779118 37805 


126 


strain RB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


fever group. 


192124 Bacteria_16S 3785863 3785830 93 


126 


strain LX 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


192124 Bacteria_16S 3788826 3788793 93 


AS145 16S ribosomal RNA, partial sequence 


126 


gi| 219846395 


3754983 37564 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi| 219846393 


3757993 37594 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi| 219846390 


219846388 
sequence 


gi 


Clostridiales; 


219846387 
37655 


gi 
gi|219846384 
3769978 37714 


gi| 219846382 


SDBY1 16S ribosomal RNA, partial sequence 37729 
Proteobacteria; Deltaproteobacteria; 


gi|219846376 
3780594 37820 


gi|219846373 
3785096 37865 


gi|219846371 


3788062 3789489 Ehrlichia 


Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 


192124 Bacteria_16S 3790310 3790277 93 


126 


strain PG8 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; 


192124 Bacteria_16S 3794866 3794833 93 


126 


strain 34-P 16S ribosomal RNA, partial sequence 


Proteobacteria; 


192124 Bacteria_16S 3799429 3799396 93 


126 


strain PS6 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


192124 Bacteria_16S 
strain UPM-Ca7 16 


3800873 3800840 93 


126 


S ribosomal RNA, partial sequence 


gi|219846370 
3789540 37910 


gi|219846367 
3794096 37955 


gi| 219846363 
3798661 38001 


gi| 219846362 
3800153 38015 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


192124 Bacteria_16S 3802383 3802350 93 


126 


strain Hh-2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
192124 Bacteria_16S 
strain 18323 16S 
Proteobacteria; 

192124 Bacteria_16S 


3803945 3803912 93 
ribosomal RNA, partial 


3805459 3805426 93 


Epsilonproteobacteria; Campylobacterales; 


126 
sequence 


126 


gi| 219846361 
3801626 38030 


gi| 219846360 
3803146 38046 


gi|219846359 


parapertussis strain 522 16S ribosomal RNA, partial sequence 


parapertussis Bacteria; Proteobacteria; 
192124 Bacteria_16S 3806973 3806940 93 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial 


bronchiseptica Bacteria; Proteobacteria; 
192124 Bacteria_16S 3808435 3808402 93 
helveticus strain 
Bacteria; 
192124 Bacteria_16S 3809970 3809937 93 
strain B62 16S ribosomal RNA, 
Proteobacteria; 


192124 Bacteria_16S 3811571 3811538 93 


funditum strain pf3 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


Bacteria; Firmicutes; 
192124 Bacteria_16S 


Lactobacillales; 
3813126 3813093 93 


allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 


Betaproteobacteria; 


126 


Betaproteobacteria; 


126 


126 


complete sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadacea 


126 


126 


Burkh 
219846358 
sequence 


gi 


gi|219846357 


D5248 16S ribosomal RNA, partial sequence 38076 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


gi| 219846356 
3809177 38107 


219846355 
38107 

Carnoba 

219846354 


gi 


gi 


sequenc 
Clostridiales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 


ref 


ref 


olde 


ref 


ref 


s; C 


ref 


ref 


cter 


e 3762598 376407 
Lachnos 


3764125 37655 
Peptococcaceae; 


67 3766920 Desul 
Desulfovibrion 


41 3774411 Desul 
; Desulfuromonadaceae; 


78 3777536 Thermo 


15 Acholeplasma 
Achol 


75 Mesorhizobium 


3804660 38061 


3806174 38076 
Burkhold 


56 3812276 Carnob 


NR_025986.1 


NR_025984.1 


NR_025981.1 
piraceae; Bu 
NR_025979.1 
1 


NR_025978.1 
£ 


NR_025975.1 
Ralstonia. 
NR_025973.1 
£ 
NR_025970.1 


yntrophobact 


NR_025968.1 


NR_025967.1 


NR_025964.1 
NR_025962.1 
muris Bacte 
NR_025961.1 


eplasma. 
NR_025958.1 


Polaromonas. 
NR_025954.1 
NR_025953.1 


Mesorhizobi 
NR_025952.1 


raceae; Heli 
NR_025951.1 


Bordetella. 
NR_025950.1 
2 
riales; Alca 
NR_025949.1 
3 
eriales; Alc 
NR_025948.1 


ampylobacter 
NR_025947.1 


e; Pseudomon 
NR_025946.1 


ium. 


ref 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Desulfuromonas 
uromonas palmitatis 
Desulfuromonas. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 
Rickettsieae; 


Rickettsia; spotted 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Helicobacter hepaticus 


95 Helicobacter hepaticus Bacteria; 
Helicobacte 


cobacter. 
Bordetella pertussis 


09 Bordetella pertussis Bacteria; 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 
aligenaceae; Bordetella. 
Campylobacter 


88 3809126 Campylobacter helveticus 


aceae; Campylobacter. 
Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Carnobacterium 
acterium funditum 


NR_025945.1 
381232 


Aeromonas 
7 3813828 Aeromonas 


allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


Aeromonas. 


192124 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


192124 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


192124 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


192124 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


192124 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


192124 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


192124 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


192124 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


192124 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


192124 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


192124 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


192124 Bacteria_16S 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 


192124 Bacteria_16S 


strain ATCC VR-61 
Bacteria; Proteob 
spotted fever gro 


192124 Bacteria_16S 


strain Mtul 16S r 
Proteobacteria; A 
fever group. 


192124 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


192124 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


192124 Bacteria_16S 


strain Td-21 16S 


Proteobacteria; B 


192124 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


192124 Bacteria_16S 


strain DD 16S rib 
Tenericutes; Moll 


192124 Bacteria_16S 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


3816199 3816166 93 126 gi 
rain R3 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Gammaproteobac 


ue 
te 


3817720 3817687 93 126 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3819243 3819210 93 126 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3820775 3820742 93 126 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


ob 


Ss; 


rt 
er 


3822305 3822272 93 126 
bosomal RNA, partial sequence 

psilonproteobacteria; Campylobacterale 
3825405 3825372 93 126 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3826885 3826852 93 126 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3828451 3828418 93 126 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3829943 3829910 93 126 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
3831483 3831450 93 126 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3834371 3834338 93 126 gi 


gi 


Ss; 


ASE 


Ss; 


ct 


e; 


en 
co 


ridiales; Ruminococcaceae; Ruminococcu 
3846494 3846461 93 126 gi 
in 3-7-6 16S ribosomal RNA, complete s 
eria; Proteobacteria; Alphaproteobacte 
ed fever group. 
3847984 3847951 93 126 gi 
1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Ricketts 


up. 


Ss. 


eq 
ri 


ia 


3849474 3849441 93 126 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ric 


gi 
ke 
3850971 3850938 93 126 gi 


rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


ti 
di 


3854035 3854002 93 126 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3855553 3855520 93 126 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3857063 3857030 93 126 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


pt 


Oc 


192124 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


219846352 


nce 
ria; 


219846351 


38 
acter 


219846350 
3818485 38199 


Heli 


219846349 


ial s 
ia; C 


219846348 
3821543 38230 


Heli 


219846346 


38 
ales; 


219846345 
3826129 38276 


Heli 


219846344 


38 
erial 


219846342 
3829173 38306 


Heli 


219846341 


ce 38 
ccace 


219846339 
somal RNA, partial sequence 3833603 3835009 Rumin 


219846331 


uence 
a; Ri 


219846330 


38 
les; 


219846329 
3848728 38501 


ttsia 


219846328 


al se 
a; Cl 


219846326 
3853246 38547 


othri 


219846325 
3854781 38562 


yclac 


219846324 
3856288 38577 


Chr 


169 
ale 


cob 


equ 
amp 


cob 


245 


Pa 


cob 


276 


es; 


oba 


307 
ae; 


cke 


472 
Ric 


cea 


que 
ost 


xX. 


eae 


ref |NR_025943.1 
3815400 381690 
omatiales; Halot 


ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref|NR_025941.1 


acte 

ref 
ence 
ylob 


raceae; Heli 
NR_025940.1 

382000 
acterales; H 


ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; A 
ref|NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref |NR_025932.1 


cterium. 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025929.1 
ococcus albus 7 


ref|NR_025921.1 
3845748 384718 
ttsiales; Ricket 


ref|NR_025920.1 
38 3848677 Ricket 
kettsiaceae; Ric 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


57 Helicobacter cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 

Avibacterium volantium 
terium volantium 
vibacterium. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 

Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 
kettsieae; Rickettsia; 


ref|NR_025919.1 


e; Rickettsieae; 


ref 
nce 
ridi 


NR_025918.1 
385021 
ales; Rumino 


ref|NR_025916.1 


ref|NR_025915.1 


; Az 
ref 


oarcus. 
NR_025914.1 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Bacteroides 
8 3851681 Bacteroides 


coccaceae; unclassified 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Arcobacter 
1 Arcobacter 
Campylobacteraceae; 


Gemella morbillorum 


3858549 3858516 93 126 gi|219846323|ref|NR_025913.1 
osomal RNA, partial sequence 3857775 38592 
icutes; Mycoplasmataceae; Mycoplasma. 
3870711 3870678 93 126 gi|219846315|ref|NR_025905.1 
ain A 169/B 16S ribosomal RNA, partial sequence 3869930 387139 
teria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
3872242 3872209 93 126 gi|219846314|ref|NR_025904.1 
ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 


192124 Bacteria_16S 


strain ATCC 10379 
Bacteria; 


strain Wai33 16S 


Deinococcus-Thermus; 
192124 Bacteria_16S 
strain YT-1 16S r 
Deinococcus-Thermus; 
192124 Bacteria_16S 


Firmicu 
192124 Bacteria_16S 


3873829 3873796 93 126 


3876922 3876889 93 126 
ribosomal RNA, partial sequence 
Deinococci; Thermales; 

3878442 3878409 93 126 
ibosomal RNA, partial sequence 
Deinococci; Thermales; 


3879979 3879946 93 126 


16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 


Thermaceae; 


Thermaceae; 


219846313 
38730 
Incertae 

gi|219846311 
3876152 38776 
Thermus. 

gi|219846310 
3877677 38791 
Thermus. 

219846309 


gi 


gi 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref|NR_025901.1 


ref 


NR_025900.1 


ref|NR_025899.1 


Gemella haemolysans 
a haemolysans ATCC 10379 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Caloramator fervidus 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

192124 Bacteria_16S 3883119 3883086 93 126 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 

brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

192124 Bacteria_16S 3884702 3884669 93 126 gi|219846306|ref|NR_025896.1| Mycoplasma corogypsi 

strain BV1l 16S ribosomal RNA, partial sequence 3883911 3885377 Mycoplasma corogypsi Bacteria; 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

192124 Bacteria_16S 3886236 3886203 93 126 gi|219846305|ref|NR_025895.1| Geobacter 

metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 

metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 

Geobacter. 

192124 Bacteria_16S 3893951 3893918 93 126 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 

strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

192124 Bacteria_16S 3898613 3898580 93 126 gi|219846296|ref|NR_025886.1]| Ahrensia kielensis 

strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

192124 Bacteria_16S 3904642 3904609 93 126 gi| 219846292 |ref|NR_025882.1| Paenibacillus 

amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 

amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

192124 Bacteria_16S 3906183 3906150 93 126 gi|219846291|ref|NR_025881.1| Pseudomonas 

oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 

oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

Pseudomonas. 

192124 Bacteria_16S 3912274 3912241 93 126 gi|219846286|ref|NR_025876.1]| Agromonas 

oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 

oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 

192124 Bacteria_16S 3913686 3913653 93 126 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 

strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

192124 Bacteria_16S 3930635 3930602 93 126 gi|219846274|ref|NR_025864.1| Planomicrobium 

okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 

okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

192124 Bacteria_16S 3934987 3934954 93 126 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 


strain Karp 16S r 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
192124 Bacteria_16S 3936478 3936445 93 126 gi|219846268|ref|NR_025858.1 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 393713 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 

192124 Bacteria_16S 3937912 3937879 93 126 gi| 219846267 |ref|NR_025857.1 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 39385 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
192124 Bacteria_16S 3939349 3939316 93 126 gi|219846266|ref|NR_025856.1 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 394003 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobac 
Methylobacterium. 

192124 Bacteria_16S 3940804 3940771 93 126 gi| 219846265 |ref|NR_025855.1 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 39414 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

192124 Bacteria_16S 3942250 3942217 93 126 gi|219846264|ref|NR_025854.1 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
192124 Bacteria_16S 3943711 3943678 93 126 gi| 219846263 |ref|NR_025853.1 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidip 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
192124 Bacteria_16S 3945170 3945137 93 126 gi|219846262|ref|NR_025852.1 


strain PW2 16S ri 


ibosomal RNA, partial sequence 


3934247 39357 


bosomal RNA, partial sequence 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Paracoccus 

9 Paracoccus 

obacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidocella facilis 


v 


3944448 3945854 Acidocella facilis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 


192124 Bacteria_ 


strain Lhet2 16S 
Proteobacteria; 


192124 Bacteria_ 


strain KLB 16S r 
Proteobacteria; 


192124 Bacteria_ 


strain 101 16S r 
Proteobacteria; 


192124 Bacteria_ 


strain DSS12 16S 
Proteobacteria; 


192124 Bacteria_ 


sulfidophilum st 
Bacteria; Proteo 


192124 Bacteria_ 


strain MB-G2 16S 
Proteobacteria; 


192124 Bacteria_ 


acidophilum stra 
Bacteria; Aquifi 


192124 Bacteria_ 


laevolacticus st 
laevolacticus Ba 


192124 Bacteria_ 


IAM 12464 16S ri 
Bacillales; Baci 


192124 Bacteria_ 


strain ATH 2.2.1 
Proteobacteria; 


192124 Bacteria_ 


strain FR2 16S r 
Proteobacteria; 


192124 Bacteria_ 


strain 2761 16S 
Proteobacteria; 


192124 Bacteria_ 


capsulatum strai 
capsulatum Bacte 
Novosphingobium. 


192124 Bacteria_ 


strain NZP 2213 
Proteobacteria; 


192124 Bacteria_ 


strain NCIMB 117 
Bacteria; Proteo 


192124 Bacteria_ 


salexigens strai 
Bacteria; Proteo 


192124 Bacteria_ 


denitrificans st 
denitrificans Ba 


192124 Bacteria_ 


strain IAM 12670 
Proteobacteria; 


192124 Bacteria_ 


rhizogenes strai 
rhizogenes Bacte 
Rhizobium/Agroba 


192124 Bacteria_ 


strain IAM 13153 
Proteobacteria; 


192124 Bacteria_ 


centenum strain 
centenum Bacteri 
Rhodospirillum. 


192124 Bacteria_ 


strain gal 1261 
Proteobacteria; 


192124 Bacteria_ 


strain CL-SP19 1 
Proteobacteria; 


16S 3946631 3946598 93 126 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 
ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium cryptum Bacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

16S 3948096 3948063 93 126 gi|219846260|ref|NR_025850.1| Acidiphilium angustum 
ibosomal RNA, partial sequence 3947368 3948780 Acidiphilium angustum Bacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

16S 3949553 3949520 93 126 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
ibosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

16S 3951086 3951053 93 126 gi|219846258|ref|NR_025848.1| Shewanella violacea 
ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 3954121 3954088 93 126 gi|219846256|ref|NR_025846.1| Rhodovulum 

rain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
bacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

16S 3955560 3955527 93 126 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

16S 3957061 3957028 93 126 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 

in 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
cae; Aquificales; Aquificaceae; Hydrogenobaculum. 

16S 3958546 3958513 93 126 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
rain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
cteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

16S 3960079 3960046 93 126 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
bosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 


llaceae; Bacillus. 


16S 3961599 3961566 93 126 gi 


Betaproteobacteria; Burkholderiales; Ru 
16S 3963102 3963069 93 126 gi 
ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 
16S 3964609 3964576 93 126 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
16S 3966068 3966035 93 126 gi 
n GIFU 11526 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteri 


B 


16S 
16S ribosomal RNA, 
Alphaproteobacteria; Rhizobiales; Phyll 
16S 3969084 3969051 93 126 gi 
62 16S ribosomal RNA, partial sequence 
bacteria; Alphaproteobacteria; Rhodospi 
16S 3970533 3970500 93 126 gi 
n WS 68 16S ribosomal RNA, partial sequ 
bacteria; Alphaproteobacteria; Rhodobac 
16S 3971957 3971924 93 126 gi 
rain AS-P1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobacte 
16S 3973458 3973425 93 126 gi 


3967581 3967548 93 126 gi 


Betaproteobacteria; Burkholderiales; Ox 
16S 3974911 3974878 93 126 gi 
n IAM 14222 16S ribosomal RNA, complete 
ria; Proteobacteria; Alphaproteobacteri 
cterium group; Agrobacterium. 

16S 3976330 3976297 93 126 gi 
16S ribosomal RNA, complete sequence 
Alphaproteobacteria; Rhizobiales; Bruce 
16S 3977818 3977785 93 126 gi 
IAM 14193 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria; 


v 


16S 
a 
Alphaproteobacteria; Rhizobiales; Rhizo 


3980481 3980448 93 126 gi 


br 


ma. 


oc 


s 
a; 


ob 


ae 


en 
te. 


eq 
ri 


al 


s 
a; 


ala 


qu 
R 


bi 


219846251 
16S ribosomal RNA, partial sequence 3960828 39622 


ivivax. 


219846250 
3962329 39637 
monadace 
219846249 
3963836 39652 
yclaceae 
219846248 
equence 
Sphingo 


219846247 
complete sequence 3966839 39683 
acteriac 
219846246 
39683 


llales; 


219846245 
ce 39698 


rales; 


219846244 


uence 
a; 


219846241 
39756 


aceae; 


219846240 


ence 


219846238 
6S ribosomal RNA, partial sequence 3979744 39812 


aceae; 


16S 3983512 3983479 93 126 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


219846236 
3982735 3984197 Idiomarina seosinensis Bacteria; 
Idiomarinaceae; 


Burkh 
219846243 
16S ribosomal RNA, partial sequence 3972687 39741 
obactera 
219846242 
equence 
Rhizobi 


hodospir 


R 


M 


R 


ref |NR_025841.1 


ref |NR_025840.1 


Rhodoferax. 
NR_025839.1 


ae; 
ref 
; Rhodocyclus. 
ref|NR_025838.1 

3965346 396678 
monadales; Sphin 


ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref |NR_025834.1 

3971185 397263 
olderiales; Coma 
ref|NR_025833.1 


ceae; Duganella. 
ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025830.1 

3977072 397838 
illales; Rhodosp 


ref |NR_025828.1 


hizobium/Agrobac 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 
Mesorhizobium loti 
loti Bacteria; 
um. 

Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Rhodothalassium 
halassium salexigens 

Rhodothalassium. 

Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Agrobacterium 
6 Agrobacterium 
ae; 


Mycoplana bullata 
ana bullata Bacteria; 


Rhodospirillum 
6 Rhodospirillum 


irillaceae; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 


ref |NR_025826.1 


Idiomarina. 


Idiomarina seosinensis 


192124 Bacteria_16S 3993897 3993864 93 126 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

192124 Bacteria_16S 3995367 3995334 93 126 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

192124 Bacteria_16S 3996858 3996825 93 126 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

192124 Bacteria_16S 3998352 3998319 93 126 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

192124 Bacteria_16S 3999854 3999821 93 126 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

192124 Bacteria_16S 4001274 4001241 93 126 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

192124 Bacteria_16S 4002825 4002792 93 126 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

192124 Bacteria_16S 4008855 4008822 93 126 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

192124 Bacteria_16S 4010389 4010356 93 126 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

192124 Bacteria_16S 4019409 4019376 93 126 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

192124 Bacteria_16S 4020955 4020922 93 126 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

192124 Bacteria_16S 4025459 4025426 93 126 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 4028538 4028505 93 126 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

192124 Bacteria_16S 4030087 4030054 93 126 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

192124 Bacteria_16S 4036229 4036196 93 126 gi| 219846199 |ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
192124 Bacteria_16S 4037747 4037714 93 126 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

192124 Bacteria_16S 4043757 4043724 93 126 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

192124 Bacteria_16S 4046792 4046759 93 126 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 4048340 4048307 93 126 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

192124 Bacteria_16S 4057201 4057168 93 126 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

192124 Bacteria_16S 4060244 4060211 93 126 gi|219846180|ref|NR_025770.1]| Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
192124 Bacteria_16S 4064835 4064802 93 126 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

192124 Bacteria_16S 4072324 4072291 93 126 gi|219846171|ref|NR_025761.1| Soehngenia 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 


4071551 4073044 Soehngenia 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 

192124 Bacteria_16S 
phenolicus strain 
phenolicus Bacteria; 
192124 Bacteria_16S 
strain CLN-1 16S 
Proteobacteria; 

192124 Bacteria_16S 
sanguinis strain 
sanguinis Bacteria; 
192124 Bacteria_16S 
pratensis strain 
Bacteria; 
192124 Bacteria_16S 4101010 4100977 93 
tainanensis strain S1 16S ribosomal RNA, 
Bacteria; Proteobacteria; 
192124 Bacteria_16S 
strain PAT 05 16S 
Firmicutes; Bacillales; 
192124 Bacteria_16S 


4078441 4078416 93 
Firmicutes; 
4081572 4081539 93 
4083135 4083102 93 


Firmicutes; 
4084625 4084592 93 


4102574 4102541 93 


Bacillaceae; 
4104017 4103984 93 


HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


192124 Bacteria_16S 4107106 4107073 93 


LR7.2 16S ribosomal RNA, 


118 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Tepidimonas. 


2301083 16S ribosomal RNA, partial sequence 
Bacillales; 


F31 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Methylophilales; 
Betaproteobacteria; Neisseriales; 


ribosomal RNA, partial sequence 
Bacillus. 


strain PS-1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


192124 Bacteria_16S 4108576 4108543 93 


Acholeplasmatales; Acholeplasmataceae; 


strain A828 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 4113178 4113145 93 
permense strain VKM Ac-2280 16S 
permense Bacteria; 
Brevibacterium. 
192124 Bacteria_16S 


4117661 4117628 93 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomyceta 


strain ON59 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; 
192124 Bacteria_16S 
succinatimandens 
succinatimandens 
Petrobacter. 

192124 Bacteria_16S 4123853 4123820 93 
psittacicida strain Gerl 
psittacicida Bacteria; 
Volucribacter. 
192124 Bacteria_16S 4131373 4131340 93 
campisalis strain SF-57 
Bacteria; Firmicutes; Bacillales; 
192124 Bacteria_16S 4134441 4134408 93 
haeundaensis strain BC74171 16S 
haeundaensis Bacteria; 
Paracoccus. 
192124 Bacteria_16S 4166893 4166860 93 
delicatus strain KMM 358 
delicatus Bacteria; 
Sulfitobacter. 
192124 Bacteria_16S 
strain KMM 3554 1 
Proteobacteria; Alphaproteobacteria; 
192124 Bacteria_16S 
strain KMM 3809 1 
Proteobacteria; 
192124 Bacteria_16S 


4122318 4122285 93 
strain 
Bacteria; 


Proteobacteria; 


4168375 4168342 93 


4169929 4169896 93 


4171510 4171477 93 


strain 1843-02 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Firmicutes; Lactobacillales; 
192124 Bacteria_16S 
strain LMG 5911 1 
Proteobacteria; Betaproteobacteria; 
192124 Bacteria_16S 4177596 4177563 93 
insolitus strain LMG 600 
insolitus Bacteria; 
192124 Bacteria_16S 


4176111 4176078 93 


4179161 4179128 93 


Streptococcaceae; 


4BON 16S ribosomal 
Proteobacteria; 


126 


- 236/81 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


126 


16S ribosomal RNA, partial sequence 41 
Planococcaceae; 


126 


ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


126 


4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


126 


6S ribosomal RNA, partial sequence 4167649 41 
Rhodobacterales; 


126 


6S ribosomal RNA, partial sequence 4169129 41706 
Gammaproteobacteria; Alteromonadales; 


126 


126 


6S ribosomal RNA, partial sequence 4175338 41767 
Burkholderiales; Alcaligenace 


126 


3 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; 


126 


complete sequence 
Clostridia; 


Betaproteobacteria; 


Vagococcus. 


gi|219846167 


Clostridiales; Peptococcaceae; 
126 gi|219846165|ref|NR_025755.1 
4080799 40822 
126 gi|219846164|ref|NR_025754.1 
4082348 408382 
Paenibacillaceae; Paenibacillus. 
126 gi|219846163|ref|NR_025753.1 
4083873 4085273 Methyl 
Methylophilaceae; 
126 gi|219846152|ref|NR_025742.1 
complete sequence 41002 
Neisseriaceae; 
126 gi|219846151|ref|NR_025741.1 
4101786 41031 
126 gi|219846150|ref|NR_025740.1 
4103238 4104753 Vibrio gallicus Bacte 
126 gi|219846148|ref|NR_025738.1 
4106362 4107818 Acholeplasma 
Acholeplasma. 
126 gi|219846146|ref|NR_025736.1 
4107869 41092 
Rhizobiales; Bartonellaceae; Bartonella. 
126 gi|219846142|ref|NR_025732.1 
sequence 4112427 411388 
les; Micrococcin 
126 gi|219846139|ref|NR_025729.1 
4116858 4118354 Streptococcus 
Streptococcus. 
126 gi|219846135|ref|NR_025725.1 
RNA, partial sequence 4121524 412305 


Rh 


gi|219846134 


Paste 


219846126 
305 
Marinibacillus. 
gi|219846124 
sequence 
Rhodo 


gi 


gi|219846102 


Rhodobac 
219846101 
690 


Rhodobacter 
219846100 


gi 


gi 


Alteromonad 
gi| 219846099 
4170715 41722 
219846 


gi 096 


gi| 219846095 


Burkholde 


ref|NR_025757.1 
4077655 407918 


odocyclales; Rho 
ref 
nce 
urellales; 


NR_025724.1 
412310 
Paste 


ref|NR_025716.1 
88 4132093 Marini 
ref|NR_025714.1 
133716 413512 
bacterales; Rhod 


rs 


ref |NR_025692.1 
166170 416759 


terales; Rhodoba 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref|NR_025689.1 


ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 


gi|219846094 


Incertae Sedis; 


Cryptanaerobacter 
3 Cryptanaerobacter 


Cryptanaerobacter. 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Paenibacillus 
2 Paenibacillus 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Chitinibacter 


22 4101735 Chitinibacter tainanensis 
Chitinibacter. 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Streptococcus minor 
minor Bacteria; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Marinibacillus 
bacillus campisalis 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 
Marinobacter excellens 


excellens Bacteria; 


ter. 
Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Achromobacter spanius 
spanius Bacteria; 
ry 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 


ref|NR_025684.1 


Shewanella waksmanii 


strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanellaceae; 


Shewanella. 


192124 Bacteria_16S 


strain G3-29 16S 
Proteobacteria; 


strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 41889 

Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

192124 Bacteria_16S 4189840 4189807 93 126 gi| 219846083 |ref|NR_025673.1 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 419056 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Schlegelella. 

192124 Bacteria_16S 4191389 4191356 93 126 gi|219846081|ref|NR_025671.1 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 419208 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alter 
Marinobacter. 

192124 Bacteria_16S 4192911 4192878 93 126 gi|219846080|ref|NR_025670.1 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacter 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
192124 Bacteria_16S 4194438 4194405 93 126 gi|219846079|ref|NR_025669.1 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

192124 Bacteria_16S 4197418 4197385 93 126 gi| 219846077 |ref|NR_025667.1 


strain G2 16S rib 
Firmicutes; Bacil 


192124 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


192124 Bacteria_16S 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


192124 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


192124 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


192124 Bacteria_16S 


lactatifermentans 
lactatifermentans 


192124 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


192124 Bacteria_16S 


strain 34633 16S 


192124 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


192124 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


192124 Bacteria_16S 


strain F2R9 16S r 


Proteobacteria; G 


192124 Bacteria_16S 


hispanicum strain 


Bacteria; Proteob 


192124 Bacteria_16S 


aquaticum strain 


Bacteria; Proteob 


192124 Bacteria_16S 


strain U 5/41 16S 


Proteobacteria; G 


192124 Bacteria_16S 


strain M069 16S r 
Actinobacteria; A 


192124 Bacteria_16S 


G 
192124 Bacteria_16S 


4186780 4186747 93 126 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
4188313 4188268 81 126 gi 


gi 


osomal RNA, partial sequence 

lales; Bacillaceae; Anoxybacillus. 
4198836 4198803 93 126 gi 
KCTC 3748 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Paenibacill 
4206372 4206339 93 126 gi 
train ALEN 2 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


4207870 4207837 93 126 gi 
strain 41 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
ella. 

4212451 4212418 93 126 
bosomal RNA, complete sequence 
lales; Bacillaceae; Geobacillus. 


gi 


219846085 


4186000 41874 
Vv 


onaceae; 
219846084 


4196627 41980 


219846076 
equence 

aceae; Pae 
219846071 
1 sequence 
cteria; Ch 


219846070 
sequence 
stridiales 


219846067 


4211641 42131 


ref|NR_025675.1 


ibri 
ref 


oO. 
NR_025674.1 


08 Anoxybacillus 
ref |NR_025666.1 
198059 419951 
nibacillus. 
ref|NR_025661.1 

4205616 420703 
romatiales; Ecto 


rs 


ref|NR_025660.1 
4207086 420854 
Clostridiales 


’ 


ref|NR_025657.1 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Marinobacter 
8 Marinobacter 


omonadaceae; 


Bacteroides capillosus 
oides capillosus 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Paenibacillus 
0 Paenibacillus 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Clostridium 
8 Clostridium 
Clostridium. 
Bacillus macyae strain 
ria; Firmicutes; 


, 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 

Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 


Thermodesulfobacterium 


4220135 4220102 93 126 gi|219846061|ref|NR_025651.1 
strain G17 16S ribosomal RNA, partial sequence 4219342 422083 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae 

4221682 4221649 93 126 gi|219846060|ref|NR_025650.1 

4220889 4222400 Bacillus macyae Bacte 
laceae; Anaerobacillus. 

4223128 4223095 93 126 gi|219846056|ref|NR_025646.1 

ribosomal RNA, partial sequence 4222451 42238 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
4230693 4230660 93 126 gi|219846048|ref|NR_025638.1 
ubsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial s 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
ptococcaceae; Desulfotomaculum. 

4232195 4232162 93 126 gi| 219846047 |ref|NR_025637.1 

ns strain MB2 16S ribosomal RNA, partial sequence 4231451 423288 
ns Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterale 

4235225 4235192 93 126 gi|219846045|ref|NR_025635.1 

ibosomal RNA, partial sequence 4234473 42358 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebs 

4239742 4239709 93 126 gi| 219846042 |ref|NR_025632.1 
GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methyl 

acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 

4241201 4241168 93 126 gi|219846041|ref|NR_025631.1 

GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methyl 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 

4245731 4245698 93 126 gi|219722938|ref|NR_024570.1 
ribosomal RNA, partial sequence 4244934 42463 

ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Esche 

46082 46034 78 126 gi|265679033|ref|NR_029341.1 

ibosomal RNA, partial sequence 45374 46777 Mycobacterium 
ctinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 

89897 89857 4 44 gi|265679003|ref|NR_029311.1 

89036 90489 


hveragerdense strain JSP 16S ribosomal RNA, partial sequence 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 


Thermodesulfobact 


erium. 


Thermodesulfobacterium 


192124 Bacteria_16S 108255 108207 78 126 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

192124 Bacteria_16S 116002 115954 78 126 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

192124 Bacteria_16S 117558 117510 78 126 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

192124 Bacteria_16S 225917 225869 78 126 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
192124 Bacteria_16S 227424 227376 78 126 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

192124 Bacteria_16S 228930 228882 78 126 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
192124 Bacteria_16S 230438 230390 78 126 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 


strain 358 16S ri 


bosomal RNA, partial sequence 


229646 23110 


3 Mycobacterium 


aurum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
192124 Bacteria_16S 242913 242865 78 126 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

192124 Bacteria_16S 291240 291196 82 126 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 
strain Kol5a 16S ribosomal RNA, partial sequence 290399 291962 Aquifex pyrophilus Bacteria; 
Aquificae; Aquificales; Aquificaceae; Aquifex. 

192124 Bacteria_16S 297390 297342 78 126 gi| 265678862 |ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
192124 Bacteria_16S 334002 333954 78 126 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

192124 Bacteria_16S 335544 335496 78 126 gi| 265678834 |ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
192124 Bacteria_16S 337110 337062 78 126 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

192124 Bacteria_16S 338675 338627 78 126 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
192124 Bacteria_16S 420660 420612 1 49 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

192124 Bacteria_16S 442303 442255 78 126 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

192124 Bacteria_16S 449948 449900 78 126 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

192124 Bacteria_16S 478861 478813 78 126 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

192124 Bacteria_16S 480410 480362 78 126 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

192124 Bacteria_16S 531003 530955 78 126 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 


strain FI-0169 16S ribosomal RNA, partial sequence 


530243 531694 Mycobacterium chimaera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 


192124 Bacteria_16S 538642 538594 78 126 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

192124 Bacteria_16S 543263 543223 4 44 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

192124 Bacteria_16S 579574 579526 78 126 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

192124 Bacteria_16S 581116 581068 78 126 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

192124 Bacteria_16S 617592 617544 78 126 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

192124 Bacteria_16S 625000 624952 78 126 gi|265678635|ref|NR_028940.1 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium 


ycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
192124 Bacteria_16S 684049 684017 94 126 gi| 265678593 |ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 705160 705112 78 126 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

192124 Bacteria_16S 707984 707936 78 126 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

192124 Bacteria_16S 712587 712539 78 126 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
192124 Bacteria_16S 714146 714098 78 126 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

192124 Bacteria_16S 735616 735584 94 126 gi| 265678558 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; 
192124 Bacteria_16S 777517 777469 78 126 gi| 265678528 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actin 
Gordoniaceae; Gordonia. 

192124 Bacteria_16S 806708 806668 4 44 gi| 265678508 


thermophilum strain 7 16S ribosomal RNA, partial sequen 
thermophilum Bacteria; Thermodesulfobacteria; Thermodes 
Thermodesulfobacterium. 

192124 Bacteria_16S 811259 811211 78 126 gi 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 
montefiorense Bacteria; Actinobacteria; Actinobacterida 
Mycobacteriaceae; Mycobacterium. 

192124 Bacteria_16S 815867 815819 78 126 gi 
zijingensis strain 6330 16S ribosomal RNA, partial sequ 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Pseudonocardia. 

192124 Bacteria_16S 837203 837159 78 122 gi| 265678488 |ref|NR_028791.1 
strain S1 16S ribosomal RNA, partial sequence 836449 83791 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
192124 Bacteria_16S 855209 855161 78 126 gi| 265678475 |ref|NR_028778.1 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Propionibacteriaceae; Propionibacterium. 

192124 Bacteria_16S 876402 876354 78 126 gi| 265678461 |ref|NR_028764.1 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptomyces. 

192124 Bacteria_16S 877907 877859 78 126 gi|265678460|ref|NR_028763.1 


ce 
ulfobacter 


rtial sequ 
e; Actinomycet 


ence 81510 


80584 


265678505 


265678502 


9 816530 Pseud 


Oo 


nebacterineae; Mycobacteriaceae; 
ref|NR_028862.1| Allisonella 

734793 736329 Allisonella 
Veillonellaceae; Allisonella. 
ref|NR_028832.1| Gordonia 

776745 778221 Gordonia 
omycetales; Corynebacterineae; 
ref|NR_028811.1| Thermodesulfobacterium 
2 807361 Thermodesulfobacterium 
iales; Thermodesulfobacteriaceae; 
ref |NR_028808.1| Mycobacterium 
ence 810468 811984 Mycobacterium 

ales; Corynebacterineae; 

ref|NR_028805.1| Pseudonocardia 


nocardia zijingensis 
seudonocardiaceae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Propionibacterium 
Propionibacterium 
ionibacterineae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Lentzea flaviverrucosa 


strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 


192124 Bacteria_16S 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnemataceae; 
192124 Bacteria_16S 
pretiosum subsp. 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
192124 Bacteria_16S 
tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; 
192124 Bacteria_16S 
strain JCM 4837 1 


DSM 


Luteococcus. 


192124 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 
192124 Bacteria_16S 
strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 

192124 Bacteria_16S 
thermoviolaceus s 


Actinobacteridae; 
192124 Bacteria_16S 
30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
192124 Bacteria_16S 
thermacidophilum 


YIM 


violaceolatus Bac 
Streptomycetaceae; 
192124 Bacteria_16S 
coelescens strain 


43833 16S ribosomal RNA, partial sequence 
Bacteria; Actinob 
Thermobispora. 
192124 Bacteria_16S 
colombiense DSM 1 
12261 Bacteria; 
192124 Bacteria_16S 
strain CCUG 33897 
Bacteria; Actinob 


913117 913069 78 126 gi 


Lechevalieria. 
914675 914627 78 126 gi 
pretiosum strain C-15003 16S ribosomal 


1075389 1075345 78 122 


gi 


1085775 1085727 78 126 gi 


1132827 1132779 1 49 gi 


1147884 1147840 78 122 


gi 


1170688 1170648 4 44 


gi 


1200925 1200877 1 49 gi 


Synergistetes; Synergistia; Synergistales; Synerg 
1218895 1218847 78 126 gi| 219878368 
16S ribosomal RNA, partial sequence 12181 
acteria; Actinobacteridae; Actinomycetales; Prop 
1235625 1235577 78 126 gi| 219878254 
strain DSM 44346 16S ribosomal RNA, partial seq 
Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
1250670 1250622 78 126 gi| 219857412 
16S ribosomal RNA, partial sequence 12499 
acteria; Actinobacteridae; Actinomycetales; Cory 
1307832 1307784 78 126 gi| 228721493 


ubsp. thermoviolaceus strain DSM 40443 


1308545 Streptomyces thermoviolaceus subsp. thermoviolaceu 
Actinomycetales; Streptomycineae; Streptomyceta 
1326253 1326209 78 122 gi| 219846136 


1330809 1330761 78 126 gi 


Bifidobacterium. 
126 gi 


; Bifidobacteriaceae; 
1426080 1426032 78 


Streptomyces. 
1427645 1427597 78 126 gi 
AS 4.1594 16S ribosomal RNA, partial 


coelescens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
192124 Bacteria_16S 
strain LM 036 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
192124 Bacteria_16S 
avium strain DSM 44156 16S ribosomal RNA, partial 
avium Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; 
192124 Bacteria_16S 
strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 

192124 Bacteria_16S 


subsp. 
subsp. 


Streptomyces. 
1440016 1439968 78 126 
ribosomal RNA, partial sequence 


gi 


1476245 1476197 78 126 gi 


1490065 1490017 78 126 gi 
16S ribosomal RNA, partial sequence 


1536649 1536601 78 126 gi 


train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteridae; 


ain Mb8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 
Rhodococcus. 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
192124 Bacteria_16S 
sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 
192124 Bacteria_16S 
strain IMMIB R-14 


CF63 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


34 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
192124 Bacteria_16S 
1169826 11712 
acteria; Actinobacteridae; Actinomycetales; 


2261 16S ribosomal RNA, partial sequence 


1325499 13269 


subsp. porcinum strain P3-14 16S ribosomal RNA, 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria 
Bifidobacteriales 
192124 Bacteria_16S 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 
teria; Actinobacteria; Actinobacteridae; 


1439230 14407 


Mycobacterium; Mycobacterium avium complex (MAC 


acteria; Actinobacteridae; Actinomycetales; 


265678436 


265678435 
RNA, part 


Actinosy 
265678327 


265678319 


253680768 
11319 
Micr 


253680758 
11471 


228719618 
Pseu 


228715386 
12000 


16S ribos 


219846082 


224581441 


224581440 
sequence 
Actinomyce 


224581428 


219878445 
sequence 
Actinomy 


219846947 
14892 
Cory 


artial sequenc 
Actinomyc 


v 


ref 


ref 
ial 


ref 


ref 


ref 
ococ 
ref 


eae; 
ref 


dono 
ref 


ista 
ref 


ioni 
ref 
uenc 
inom 
ref 
neba 
ref 
omal 
s Ba 
ceae 
ref 
eae; 


ref 
comp 


ref 


ref 
tale 
ref 


eae; 
ref 


ceta 
)- 


ref 


neba 


219857378 


nnema. 


1074605 107593 
e; Actinomycet 


81 Streptomyces 
Streptomycineae; S 


55 1133449 Brevib 


94 Thermobispora 


61 1201579 Aminob 


99 1219566 Luteoc 


18 1251238 Mycoba 


44 Nocardia alba 


e 1425302 142681 
Actinomycet 


1426862 142837 


1475465 147693 


76 1490698 Coryne 


NR_028738.1 
e 912332 
etales; 
NR_028737.1 
sequence 
NR_028629.1 
ales; Coryne 


NR_028621.1 


treptomyceta 
NR_028016.1 


cineae; 
NR_028006.1 


Nocardiacea 
NR_027583.1 


cardineae; P 
NR_027531.1 


ceae; Aminob 
NR_025507.1 


bacterineae 
NR_025393.1 
e 123486 
ycetales; Co 
NR_025000.1 
cterineae; M 
NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 
NR_025726.1 
Nocardiacea 


NR_025672.1 
lete sequenc 


NR_027223.1 
ales; Strept 
NR_027222.1 
s; Streptomy 
NR_027210.1 


Actinosynne 
NR_025584.1 


les; Coryneb 
NR_026539.1 


cterineae; C 


ref 


Lechevalieria 
913840 Lechevalieria 


Pseudonocardineae; 


Actinosynnema 
913891 915394 


Rhodococcus 
5 Rhodococcus 
bacterineae; 


Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Brevibacterium 
acterium sanguinis 


Brevibacteriaceae; 


Nocardia ignorata 


15 1148603 Nocardia ignorata Bacteria; 


e; Nocardia. 
Thermobispora bispora 
bispora DSM 43833 

seudonocardiaceae; 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Bifidobacterium 
e 1330013 1331535 


1307063 


Actinobacteria; Actinobacteridae; 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 


cineae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Mycobacterium avium 

6 Mycobacterium avium 

acterineae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


NR_024966.1 


Saccharothrix 


texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 


texasensis Bacteria; 
Actinosynnemataceae; 
192124 Bacteria_16S 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
192124 Bacteria_16S 
globicatena strai 
globicatena Bacte 
Actinosynnematace 
192124 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 
192124 Bacteria_16S 
canariasense stra 
canariasense Bact 


Mycobacteriaceae; 


192124 Bacteria_16S 
kestanbolensis st 
kestanbolensis Ba 
192124 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


Brevibacterium. 


192124 Bacteria_16S 
balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 
192124 Bacteria_16S 
strain 4-1 16S ri 


Firmicutes; Bacil 


192124 Bacteria_16S 


rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 


192124 Bacteria_16S 


strain DSM 44222 


strain DSM 44515 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


192124 Bacteria_16S 


strain SPR2 16S r 


Saccharothrix. 


1538211 1538163 78 126 


gi 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 


1541320 1541272 78 126 


gi 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 


1542880 1542832 78 126 


gi 


ia; 
ae; 


Actinobacteria; Actinobacteridae; 
Actinokineospora. 


1560800 1560752 78 126 


gi 


Mycobacterium. 


1562324 1562292 93 125 


gi 
cteria; Firmicutes; Bacillales; 


1574298 1574250 78 126 gi 


1575823 1575775 78 126 


gi 


1603634 1603586 1 49 gi 


, 


1674900 1674852 78 126 


gi 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1685531 1685499 93 125 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1726761 1726713 78 126 gi 
DSM 44223 16S ribosomal RNA, partial s 


gi 


Mycobacterium. 


1728300 1728252 78 126 


gi 


1729837 1729789 78 126 


gi 


1731349 1731301 78 126 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1758905 1758857 78 126 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


192124 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


192124 Bacteria_16S 


strain ISP 5293 1 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


192124 Bacteria_16S 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


1770849 1770801 78 126 gi 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


1772273 1772225 78 126 


gi 
Stre 
1773771 1773723 78 126 gi 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
; Streptomyces. 
1775268 1775220 78 126 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


’ 


192124 Bacteria_16S 


1833228 1833180 78 126 


gi 


n NRRL 15764 16S ribosomal RNA, partia 


n NRRL B-24048 16S ribosomal RNA, part 


NRRL B-24047 16S ribosomal RNA, parti 


in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 


rain K4 16S ribosomal RNA, partial seq 
Bacill 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
192124 Bacteria_16S 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
192124 Bacteria_16S 
picturae strain L 
picturae Bacteria 


MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


n DSM 44591 16S ribosomal RNA, partial 


1684753 16861 


a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
192124 Bacteria_16S 
16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
192124 Bacteria_16S 


1758120 17596 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
192124 Bacteria_16S 


219857377 
1 sequence 
Actinomyc 


219857375 
ial sequen 
Actinomyc 


219857374 
al sequenc 
Actinomyce 


219846147 
equence 

; Actinomy: 
219846143 
uence 
aceae; Ano 
219856868 


donocardin 
219856867 


donocardin 
219878475 
quence 

tinomyceta 


219878425 
sequence 
Actinomyc 


219878418 


219878390 
equence 
inomycet 


219878389 


nebacterin 
219878388 


nebacterin 

219878387 
sequence 

Actinomyc 


219878366 


nebacterin 
219878357 
quence 
inomycetal 


219878355 


ptomycinea 
219878354 
al sequenc 
ae; Actino 
219878353 
sequence 

Actinomyc 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


les; 
ref 
etal 


ref 


ref 
ales 
ref 


eae; 
ref 


eae; 
ref 


etal 
ref 


eae; 
ref 


es; 
ref 


Ss 
ref 


e 1773034 17744 
myce 


ref 


219878313 


scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 


1537426 15389 
etal 


ce 1540535 15420 
etal 


e 1542095 15436 
tale 


1560055 15614 
ceta 


1561538 15629 
xyba 


1602772 16042 


1674127 16755 


1725987 17274 


13 Mycobacterium 


19 Mycobacterium 


1730570 17320 


1770072 177148 


83 Streptomyces 
e; 


1774532 17759 
etal 


NR_024965.1 
3 
es; Pseudon 
NR_024963.1 
4 
es; Pseudon 
NR_024962.1 
0 
s; Pseudonoc 
NR_025737.1 
8 
les; Coryne 
NR_025733.1 
1 
cillus. 
NR_024687.1 


Actinosynne 
NR_024686.1 


Actinosynne 
NR_025614.1 
6 
Micrococcin 
NR_025564.1 
7 
O° 


es; Pseudon 


NR_025557.1 


NR_025529.1 
7 
Gi 


; Corynebac 


NR_025528.1 


Mycobacteri 
NR_025527.1 


Mycobacteri 
NR_025526.1 
6 
a 


es; Coryneb 


NR_025505.1 


Gordoniacea 
NR_025496.1 


Corynebacter 
NR_025494.1 


treptomyceta 
NR_025493.1 
8 


tales; Pp 


Stre 
NR_025492.1 
vi 
m1 


es; Strepto: 


ref 


fo} 


fo} 


b 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Anoxybacillus 
3 Anoxybacillus 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Brevibacterium 

4 Brevibacterium 

eae; Brevibacteriaceae; 


Amycolatopsis 
5 Amycolatopsis 


cardineae; 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Corynebacterium 
6 Corynebacterium 
ineae; 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 
tomycineae; 


Streptomyces 
9 Streptomyces 
ycineae; 


NR_025452.1 


Bifidobacterium 


1832458 1833837 Bifidobacterium 


scardovii Bacteri 
Bifidobacterium. 


192124 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


192124 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


192124 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; G 


192124 Bacteria_16S 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


192124 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


192124 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


192124 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


192124 Bacteria_16S 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


192124 Bacteria_16S 


strain DSM 43030 
Actinobacteria; A 


192124 Bacteria_16S 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


192124 Bacteria_16S 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


192124 Bacteria_16S 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


192124 Bacteria_16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


192124 Bacteria_16S 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


192124 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


192124 Bacteria_16S 


strain ATCC 51384 
Actinobacteria; A 


192124 Bacteria_16S 


strain MUP 1182 1 
Actinobacteria; A 


192124 Bacteria_16S 


strain ATCC 927 1 
Actinobacteria; A 


a; Actinobacteria; Actinobacteridae; 


1891299 1891267 93 125 gi 


bosomal RNA, partial sequence 


2052667 2052619 78 126 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

2054220 2054172 78 126 gi 

ain CFBP 4521 16S ribosomal RNA, parti 

teria; Actinobacteria; Actinobacterida 

Streptomyces. 

2055689 2055641 78 126 gi 

train CFBP 4531 16S ribosomal RNA, par 

acteria; Actinobacteria; Actinobacteri 

Streptomyces. 

2058739 2058691 78 126 gi 
strain B19 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 

2090758 2090710 78 126 gi 

rain 2554/91 16S ribosomal RNA, partia 


, 


v 


v 


Mycobacterium. 
2110602 2110554 78 
16S rib 
ctinobacteridae; Actinomycetales; Stre 
2112150 2112102 78 126 gi 
6482 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2128822 2128774 78 126 gi 
ATCC 25420 16S ribosomal RNA, partial 
a; Acti 
Mycobacterium; Mycobacterium tubercul 
2130300 2130252 78 126 gi 
in ATCC 19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
2131805 2131757 78 
ATCC 27282 16S 
a; Acti 
Mycobacterium. 
2133308 2133260 78 126 gi 
ATCC 35087 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; A 
Mycobacterium. 
2134822 2134774 78 126 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2136339 2136291 78 126 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2148374 2148326 78 126 gi 
6S ribosomal RNA, 
ctinobacteridae; Actinomycetales; Cory 
2165014 2164966 78 126 gi 
6S ribo 
ctinobacteridae; Actinomycetales; Cory 


126 gi 


126 gi 
ribosomal RNA, partial 


192124 Bacteria_16S 


2166555 2166507 78 126 gi 


cteria; Actinobacteria; Actinobacterid 


1966261 19677 
ammaproteobacteria; Chromatiales; Chro 


Ac 


al 
e; 


s 
i 


1 


pt 


nc 
al 


se 


nobacteria; Actinobacteridae; Act 


os 


al 


, 


se 


nobacteria; Actinobacteridae; Act 


se 
ct 


al 


ne 


ne 


ne 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


ma 
219878157 
se 


219878155 


219878154 
ta: 
da 


219878152 


219878129 
ae 


219873436 
osomal RNA, partial sequence 2109822 21113 


219857660 


219857649 


219857648 


219857647 


219857646 


219857645 


219857 


219857 
complete sequence 2147582 21491 


219857 
somal RNA, partial sequence 2164214 21657 


Bifidobacteriales; 


tiaceae; 


quence 
tinomyce 


sequenc 


al se 
e; Ac 


que 
tin 


equen 
dae; 


ce 
Act 


sequence 
Actino: 


, 


omycinea 


21113 
Cory 


e 
es; 


quence 
inomycet 
is compl 


sequenc 
Actinomy 


quence 
inomycet 


quence 
inomycet 


21340 
es; Cory 
644 
21355 
bacterin 
636 


bacterin 
625 


bacterin 


Actinomycet 


Bifidobacteriaceae; 


ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


lales; Bacillaceae; Bacillus. 

1892820 1892788 93 125 gi|219878269|ref|NR_025408.1| Bacillus 
train DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1967029 1966997 93 125 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 
Thiocapsa. 
ref |NR_025296.1 

2051875 205339 
tales; Corynebac 


Mycobacterium 
1 Mycobacterium 
terineae; 


ref|NR_025294.1 
e 2053442 205491 
ales; Strept 


Streptomyces 
9 Streptomyces 
omycineae; 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Stre 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


ref|NR_025291.1 
2057971 205946 
inomycetales; St 


Streptomyces 
9 Streptomyces 
reptomycineae; 


ref|NR_025268.1 
2089993 209143 
mycetales; Coryn 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 
ref|NR_025250.1| Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025249.1| Mycobacterium 

81 2112761 Mycobacterium pinnipedii 
nebacterineae; Mycobacteriaceae; 


ref|NR_025238.1 
2128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


ref|NR_025236.1 
2131039 213248 
ales; Corynebact 


Mycobacterium 
9 Mycobacterium 
erineae; 


, 


ref |NR_025235. 
2132540 21339 
ales; Corynebac 


Mycobacterium 
9 Mycobacterium 
erineae; 


8 
t 


, 


ref|NR_025234.1| Mycobacterium microti 
40 2135523 Mycobacterium microti 
nebacterineae; Mycobacteriaceae; 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 


219857624 


ref |NR_025213.1| Pseudonocardia 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Pseudonocardia. 


192124 Bacteria_16S 2168068 2168020 78 126 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
192124 Bacteria_16S 2195373 2195329 78 122 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

192124 Bacteria_16S 2218052 2218004 78 126 gi|219857587|ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
192124 Bacteria_16S 2246831 2246783 78 126 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

192124 Bacteria_16S 2260720 2260672 78 126 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 


thermospinosispor 
Streptomycetaceae 
192124 Bacteria_16S 


strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
192124 Bacteria_16S 2342539 2342491 78 126 gi| 219857500 


NRRL B-24104 16S 


us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 
2327579 2327531 78 


’ 


126 gi 


ribosomal RNA, partial sequence 


te 


219857511 


2341772 23432 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
192124 Bacteria_16S 
australiense stra 


ridae; Actin 


omycetales; 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025088.1 


Streptomycineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Crossiella equi strain 


43 Crossiella equi Bacteria; 


donocardineae; Pseudonocardiaceae; Crossiella. 
2359249 2359201 78 126 gi|219857488|ref|NR_025076.1| Propionibacterium 
in LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 


australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

192124 Bacteria_16S 2588062 2588014 78 126 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

192124 Bacteria_16S 2594280 2594232 78 126 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
192124 Bacteria_16S 2626584 2626536 78 126 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

192124 Bacteria_16S 2629761 2629721 4 44 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

192124 Bacteria_16S 2640283 2640235 78 126 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
192124 Bacteria_16S 2655442 2655394 78 126 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

192124 Bacteria_16S 2760322 2760274 78 126 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

192124 Bacteria_16S 2769308 2769276 93 125 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 2770835 2770791 78 122 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 


strain IFO 16295 


IFO 16102 16S rib 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


192124 Bacteria_16S 
AA-1042 16S ribosomal RNA, partial se 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


192124 Bacteria_16S 


2939822 2939774 78 
osomal RNA, partial sequence 


126 gi 


2968580 2968532 78 126 gi 


Microlunatus. 
2970108 2970060 78 


eae; 
126 gi 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 

2980811 2980763 78 


126 gi 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
192124 Bacteria_16S 
2939058 29405 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
192124 Bacteria_16S 
in NM-1 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 


nebacterin 
219856830 


donocardin 
219846945 
uence 
Actinomy 


, 


219846944 
quence 
Actinomyce 


Nocardiacea 
NR_024649.1 


eae; 
ref 


eae; Actinosynne 
ref |NR_026537.1 

2967820 296928 
cetales; Propion 


ref|NR_026536.1 
2969338 297081 
tales; Propionib 


219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


ref |NR_026528.1 
2980041 298152 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Streptomyces 
6 Streptomyces 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
192124 Bacteria_16S 
strain RF-4 16S r 
Deinococcus-Thermus; 
192124 Bacteria_16S 
riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 
192124 Bacteria_16S 
sundsvallense str 


sundsvallense Bac 


Corynebacteriacea 
192124 Bacteria_16S 


imitans strain 20 


Bacteria; Actinob 


Corynebacterium. 


192124 Bacteria_16S 


strain DSM 44140 


Streptomyces. 


acteria; Actinobacteridae; Actinomycetal 


3321445 3321397 78 126 gi 


3021850 3021810 4 44 gi|219846909|ref|NR_026501.1 

ibosomal RNA, partial sequence 3021006 30224 
Deinococci; Thermales; Thermaceae; Thermus. 

3119980 3119932 78 126 gi|219846842|ref|NR_026434.1 
MMZ 2415 16S ribosomal RNA, partial sequence 3119211 312059 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
e; Corynebacterium. 

3207824 3207776 78 126 gi| 219846783 |ref|NR_026375.1 
ain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
e; Corynebacterium. 

3215320 3215272 78 126 gi|219846777|ref|NR_026369.1 
23 16S ribosomal RNA, partial sequence 3214549 3216020 Coryne 


es; 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


Strep 


Corynebacterineae; C 


ref |NR_026297.1 


tomycineae; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

192124 Bacteria_16S 3336609 3336561 78 126 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
192124 Bacteria_16S 3338118 3338070 78 126 gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

192124 Bacteria_16S 3339630 3339582 78 126 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

192124 Bacteria_16S 3394524 3394476 1 49 gi|219846649|ref|NR_026241.1| Brevibacterium iodinum 


strain DSM 2062 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
192124 Bacteria_16S 3431945 3431897 78 126 gi|219846623|ref|NR_026215.1 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 343257 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

192124 Bacteria_16S 3449790 3449742 78 126 gi|219846610|ref|NR_026202.1 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptomyces. 

192124 Bacteria_16S 3472689 3472645 78 122 gi|219846594|ref|NR_026186.1 


strain DSM 43205 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
192124 Bacteria_16S 3477274 3477230 78 122 gi| 219846591 |ref|NR_026183.1 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 347797 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

192124 Bacteria_16S 3484769 3484721 78 126 gi| 219846586 |ref|NR_026178.1 


strain DSM 40089 


strain DSM 20425 


Stre 
gi 


pt 


3502950 3502902 1 49 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
192124 Bacteria_16S 3524217 3524169 78 126 gi|219846560|ref|NR_026152.1 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 352488 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocar 
Pseudonocardiaceae; Saccharopolyspora. 

192124 Bacteria_16S 3608277 3608229 78 126 gi|219846500|ref|NR_026092.1 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 360892 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Mycobacteriaceae; Mycobacterium. 

192124 Bacteria_16S 3615853 3615805 78 126 gi| 219846495 |ref|NR_026087.1 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
192124 Bacteria_16S 3617362 3617314 78 126 gi|219846494|ref|NR_026086.1 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

192124 Bacteria_16S 3636782 3636734 78 126 gi|219846481|ref|NR_026073.1 


strain ATCC 43910 


6S ribosomal RNA, partial sequence 3393663 33951 


16S ribosomal RNA, partial sequence 3471913 34733 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
192124 Bacteria_16S 


16S ribosomal RNA, partial sequence 


omycinea 
219846574 
16S ribosomal RNA, partial sequence 3502100 35035 


e; S 
ref 


treptomyceta 
NR_026166.1 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Corynebacterium 

5 Corynebacterium 

terineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces galbus 


99 Streptomyces galbus Bacteria; 


ceae; Streptomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 

Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


3636002 3637503 Mycoba 


Mycobacterium duvalii 
cterium duvalii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


192124 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


192124 Bacteria_16S 


thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 


192124 Bacteria_16S 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


192124 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


192124 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


192124 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


192124 Bacteria_16S 


strain IFO 14097 
Actinobacteria; A 


192124 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


192124 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


192124 Bacteria_16S 


strain ATCC 19812 
Actinobacteria; A 


192124 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


192124 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


192124 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


192124 Bacteria_16S 


diastatochromogen 
diastatochromogen 
Streptomycetaceae 


192124 Bacteria_16S 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


192124 Bacteria_16S 


strain RL-34 16S 
Actinobacteria; A 


192124 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


192124 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


192124 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


3638321 3638273 78 126 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3639873 3639825 78 126 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 

3642967 3642919 78 126 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3664375 3664327 78 126 gi 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

3678188 3678148 4 44 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3721723 3721675 78 126 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


v 


ac 


, 


s 


’ 


ue 
es 


ce 
al 


3736512 3736472 4 44 


gi 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3749644 3749612 93 125 

ibosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
3776908 3776868 4 44 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 


pt 


on 


nc 
ob 


3919583 3919535 78 126 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Stre 
3921164 3921116 78 126 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


pt 


al 


3922745 3922697 78 126 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3924325 3924277 78 126 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3925906 3925858 78 126 gi 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 

3927486 3927438 78 126 gi 
in RL-110 16S ribosomal RNA, complete se 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3929067 3929019 78 126 

ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Stre 
4031643 4031595 78 126 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4033193 4033145 78 126 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034747 4034699 78 126 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 


te 


v 


le 
e; 


’ 


, 


v 


gi 


pt 


al 


al 


rt 
e; 


192124 Bacteria_16S 


rt 


219846480 
sequence 
idae; Acti 


219846479 
ial sequ 


ter 


219846477 


equ 


Actinomyc 


219846462 
eq 


uen 
ino 


219846452 


nce 
D 


’ 


219846420 


es; 


219846410 
16S ribosomal RNA, partial sequence 3735706 37371 


osp 


219846401 
3748871 37503 


ace 


219846379 


e 
act 


219846281 


omy 


219846280 


es; 


219846279 


se 


Actinomyc 


219846278 


te 


219846277 


com 


219846276 


que 
Act 


219846275 
3928271 39298 
omycinea 
219846202 


es; 


219846201 


es; 


219846200 


ial 


4039222 4039174 78 126 gi 


219846197 


idae; 


ence 


ce 
mycet 


eferr 


37209 
Cory 


orang 


ae; V 


37759 
erale 
39187 
cinea 
39203 


Stre 


quenc 


seque 


Actinomycet 


plete 


ridae; Actin 


nce 
inomy: 


40308 
Glyc 


40324 
Glyc 


sequ 


Actinomycet 


ref|NR_026072.1 
3637554 363905 
nomycetales; Str 


Streptomyces 
3 Streptomyces 
eptomycineae; 


ref 
ence 
Act 


NR_026071.1| Streptomyces 
3639104 3640605 Streptomyces 
inomycetales; Streptomycineae; 
ref|NR_026069.1| Kitasatospora 
3642181 3643662 Kitasatospora 
etales; Streptomycineae; 


ref|NR_026054.1 
3663577 366509 
ales; Corynebact 


Mycobacterium 
2 Mycobacterium 
erineae; 


, 


ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


Deferribacter 
5 Deferribacter 
ferribacter. 
Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


ref|NR_026001.1| Nonomuraea spiralis 

14 Nonomuraea spiralis Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025992.1| Vibrio scophthalmi 

67 Vibrio scophthalmi Bacteria; 

ibrio. 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref |NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


ref|NR_025869.1| Streptomyces 
e 3921948 3923478 Streptomyces 
etales; Streptomycineae; 


ref 
nce 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


NR_025868.1 

392352 
ales; Strept 
ref 
seq 


NR_025867.1 
uence 392511 
omycetales; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


ref|NR_025866.1 
3926691 392822 
cetales; Strepto 


Streptomyces 
0 Streptomyces 
mycineae; 
ref|NR_025865.1| Streptomyces scabiei 
00 Streptomyces scabiei Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025792.1| Glycomyces algeriensis 
56 4032350 Glycomyces algeriensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025791.1| Glycomyces arizonensis 
01 4033899 Glycomyces arizonensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025790.1] Glycomyces 

ence 4033950 4035456 Glycomyces 


ales; Glycomycineae; 


cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 


ref|NR_025787.1| Mycobacterium 
4038441 4039947 Mycobacterium 


cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


192124 Bacteria_16S 


nebraskense strai 
nebraskense Bacte 
Mycobacteriaceae; 


192124 Bacteria_16S 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


192124 Bacteria_16S 


permense strain V. 
permense Bacteria 
Brevibacterium. 


192124 Bacteria_16S 


strain KMM 3637 1 


Mycobacterium. 

4063267 4063219 78 126 gi 
n UNMC-MY1349 16S ribosomal RNA, compl 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

4073874 4073826 78 126 gi 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

4113272 41132241 49 gi 
KM Ac-2280 16S ribosomal RNA, partial 

Actinobacteria; Actinobacteridae; Ac 


v 


4120825 4120777 1 49 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


strain CPJVR-H 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
192124 Bacteria_16S 


olivochromogenes 
olivochromogenes 
Streptomycetaceae 


192124 Bacteria_16S 


strain B7319 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
192124 Bacteria_16S 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 


192124 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


192124 Bacteria_16S 


strain M175 16S r 


4126850 4126802 78 126 
S ribosomal RNA, partial sequence 


gi 


Stre 
4201818 4201770 78 126 gi 
strain DSM 40451 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

4203316 4203268 78 126 
ribosomal RNA, partial sequence 


, 


gi 


Stre 
4204864 4204816 78 126 gi 
n VK-A60 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

4210925 4210877 78 126 gi 
n SA 233 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

4233729 4233681 78 126 
ibosomal RNA, partial sequence 


v 


gi 


219846177 
ete sequen 
Actinomyc 


219846170 
1 sequence 
idae; Acti 


219846142 
sequence 
tinomyceta 


219846137 


6S ribosomal RNA, partial sequence 4119951 41214 


ococcineae 
219846132 


4126077 41275 


ptomycinea 
219846074 
rtial sequ 
idae; Acti 


219846073 


4202580 42040 


ptomycinea 
219846072 

quence 

Actinomyc 


219846068 
quence 
Actinomyc 


219846046 


4232932 42344 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
192124 Bacteria_16S 5413 5378 1 36 gi| 265679060 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
192124 Bacteria_16S 6875 6840 1 36 gi| 265679059 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
192124 Bacteria_16S 8332 8297 1 36 gi| 265679058 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
192124 Bacteria_16S 12733 12682 75 126 gi| 265679055 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 
192124 Bacteria_16S 50782 50739 1 44 gi| 265679030 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
192124 Bacteria_16S 77977 77934 1 44 gi| 265679012 
joergensenii strain B331 16S ribosomal RNA, partial sequence 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulfospira. 

192124 Bacteria_16S 96153 96118 1 36 gi| 265678999 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulf 
Desulfovibrio. 

192124 Bacteria_16S 178459 178420 4 43 gi| 265678944 
strain ATCC 15468 16S ribosomal RNA, partial sequence 17756 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 
192124 Bacteria_16S 265537 265490 4 51 gi| 265678883 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
192124 Bacteria_16S 291314 291279 4 39 gi| 265678866 
strain Kol5a 16S ribosomal RNA, partial sequence 290399 29196 
Aquificae; Aquificales; Aquificaceae; Aquifex. 

192124 Bacteria_16S 310996 310965 94 125 gi| 265678853 


strain HO14 16S r 
Spirochaetes; Spi 


ibosomal RNA, partial sequence 
rochaetales; 


ref 
etal 
ref 
nomy 
ref 
4 
les; 
ref 


, Br 
ref 


e; S 
ref 
ence 
nomy 


ref 


e; S 
ref 


etal 
ref 

etal 
ref 


eae; 
ref 


Bar 
ref 


Bar 
ref 


Bar 


ref 


ref 


; De 
ref 


foba 
ref 

ovib 

ref 


e; A 
ref 


eae; 
ref 


ce 4062487 40639 


4073095 40745 


112427 41138 


64 Streptomyces 


27 Streptomyces 


4204078 42055 


4210162 42115 


22 Mycobacterium 


51436 


77090 


95265 


4 179023 Aeromo 


NR_025767.1 
9 
es; Coryneba 
NR_025760.1 
6 
cetales; Cor 
NR_025732.1 
8 
Micrococcin 
NR_025727.1 


evibacteriac 
NR_025722.1 


treptomyceta 
NR_025664.1 

420108 
cetales; Str 


NR_025663.1 


treptomyceta 
NR_025662.1 
6 
es; Streptom 
NR_025658.1 
9 
° 


es; Pseudon 


NR_025636.1 


Mycobacteri 
NR_029368.1 


tonella. 
NR_029367.1 


tonella. 
NR_029366.1 


tonella. 
NR_029363.1 


NR_029338.1 
Desulf 
sulfovibrion 
NR_029320.1 
78536 
cterales; De 
NR_029307.1 
96764 
D 


rionales; De 


NR_029252.1 


eromonas. 
NR_029189.1 


Pseudonocar 
NR_029172.1 


ref 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Brevibacterium 
5 Brevibacterium 


eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

2 4202529 Streptomyces 

eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 

ycineae; 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Desulfospira 

Desulfospira 
sulfobacteraceae; 


Desulfovibrio 
Desulfovibrio 


sulfovibrionaceae; 


Aeromonas punctata 
nas punctata Bacteria; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


NR_029159.1 


Borrelia japonica 


310195 311687 Borrelia japonica Bacteria; 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 


192124 Bacteria_ 


strain 941 16S ri 


16S 353636 353598 1 39 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 

bosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

16S 423691 423658 93 126 gi|265678772|ref|NR_029077.1| Bacillus algicola 


192124 Bacteria_ 


strain F12 16S ri 
Bacil 


Firmicutes; 
192124 Bacteria_ 


luminescens subsp. 


192124 Bacteria_ 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


192124 Bacteria_ 


strain 279-56 16S 
G 


Proteobacteria; 
cloacae complex. 
192124 Bacteria_ 


strain XINach 16S 
G 
192124 Bacteria_16S 
shriftii strain D 
Firmicu 
192124 Bacteria_16S 
moraviensis strai 
Firmicu 
192124 Bacteria_16S 
16S ribosomal RNA, partial sequence 844000 84550 


Proteobacteria; 


Bacteria; 


Bacteria; 


strain CFBP 5236 
Proteobacteria; 


192124 Bacteria_16S 
singaporensis str 
singaporensis Bac 


Klebsiella. 


192124 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; 


192124 Bacteria_16S 


strain DF-32 16S 


Microbispora. 


192124 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


16S 517297 517258 4 43 gi 


Photorhabdus. 
43 


; Enterobacteriaceae; 
16S 518862 518823 4 gi 


e; 
16S 


Photorhabdus. 
663001 662962 4 43 
ribosomal RNA, partial sequence 


gi 


ammaproteobacteria; Enterobacteriales; 
16S 721968 721929 4 43 gi 
ribosomal RNA, partial sequence 72 


thracensis strain 39-8 16S ribosomal 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales 


422881 42442 


265678707 
RNA, 


265678706 


- kayaii strain 1121 16S ribosomal RNA, complete 
kayaii Bacteria; Proteobacteria; Gammaproteoba 


265678607 


662137 66364 


Enterobac 


265678567 
1087 72261 


comp 


5 Bacillus algicola Bacteria; 


Photorhabdus 
516416 517931 


ref 
lete 


NR_029012.1 
sequence 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


ref 
seq 
cter 


2 
a 


NR_029011. 
uence 51798 
ia; Enterob 


ref|NR_028912.1] Enterobacter cloacae 
7 Enterobacter cloacae Bacteria; 
teriaceae; Enterobacter; Enterobacter 


ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

817400 817361 81 120 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
SSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
tes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

832696 832663 93 126 gi| 265678491 |ref|NR_028794.1| Enterococcus 
n 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 

844891 844852 4 43 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 

849336 849297 4 43 gi|265678480|ref|NR_028783.1| Klebsiella 
ain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 
teria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

1004195 1004156 4 43 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 

16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

1108604 1108481 4 126 gi|265678303|ref|NR_028605.1| Microbispora corallina 

ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 

1149525 1149482 1 44 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacterales; Deferribacteraceae; Geovibrio. 

1459633 1459594 4 43 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 


192124 Bacteria_16S 


strain SK-1T 16S 
Proteobacteria; 


strain ATCC 29914 
Proteobacteria; 


Fusobacteria; Fus 


G 
192124 Bacteria_16S 


G 
192124 Bacteria_16S 
strain LB23 16S r 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1553460 1553421 4 43 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1568253 1568220 93 126 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 


192124 
subsp. 


Bacteria_16S 
smithia st 


1571366 1571327 4 
rain AS20/1/1 16S ribosomal RNA, parti 


43 gi 


subsp. smithia Ba 


cteria; 


Proteobacteria; 


Gammaproteobac 


192124 
strain IBS S6874 
Proteobacteria; 


Bacteria_16S 


G 
192124 Bacteria_16S 


1646059 1646020 4 43 gi 


1740600 1740477 4 126 gi 


1458766 14602 


Enterobac 
219857220 
15525 

Enterobac 
219846057 


1567482 15689 
Leptot 


richia. 

219878156 
al sequenc 
teria; Aer 
219878446 


16S ribosomal RNA, partial sequence 1645204 16466 
ammaproteobacteria; Aeromonadales; Aer 


omonadacea 
219878380 


strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 17412 


Actinobacteria; Actinobacteridae; Actinomycetales; 
192124 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


192124 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


192124 Bacteria_16S 
macestii strain M-9 16S ribosomal RNA, partial sequence 


1894464 1894421 1 44 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


1953486 1953439 4 51 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 


1977660 1977617 1 44 


gi 


Stre 


ptosporang 
219878268 
equence 

a; Desulfo 


219878226 
sequence 
Actinomyce 


219878210 
19767 


46 Xenorhabdus japonica Bacteria; 
teriaceae; Xenorhabdus. 

ref|NR_024848.1| Providencia stuartii 
80 1554073 Providencia stuartii Bacteria; 
teriaceae; Providencia. 

ref|NR_025647.1| Leptotrichia hofstadii 
67 Leptotrichia hofstadii Bacteria; 


ref 


e 1570477 157198 


NR_025295.1 


Aeromonas salmonicida 
1 Aeromonas salmonicida 


omonadales; Aeromonadaceae; Aeromonas. 

ref|NR_025585.1| Aeromonas simiae 

55 Aeromonas simiae Bacteria; 

e; Aeromonas. 

ref|NR_025519.1| Nocardiopsis halophila 

36 Nocardiopsis halophila Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 

ref|NR_025407.1| Desulfomicrobium 
1893578 1895094 Desulfomicrobium 

vibrionales; Desulfomicrobiaceae; 


ref|NR_025365.1 
1952641 195404 
tales; Corynebac 


Corynebacterium 
7 Corynebacterium 
terineae; 


ref|NR_025349.1| Desulfomicrobium 
73 1978275 Desulfomicrobium macestii 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 


192124 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


192124 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


192124 Bacteria_16S 


strain 81H-380. 1 
Proteobacteria; G 


strain Eb 13/82 1 
Proteobacteria; G 


192124 Bacteria_16S 


strain LMG 317541 
Proteobacteria; G 


1994805 1994766 4 


16S ribosomal RNA, partial sequence 1993927 19954 
ammaproteobacteria; Enterobacteriales; Enterobac 


1997885 1997846 4 


16S ribosomal RNA, partial sequence 1997016 19985 
ammaproteobacteria; Enterobacteriales; Enterobac 


2002494 2002455 4 


6S ribosomal RNA, partial sequence 2001636 20031 
ammaproteobacteria; Enterobacteriales; Enterobac 
192124 Bacteria_16S 


2004026 2003987 4 


6S ribosomal RNA, partial sequence 2003168 20046 
ammaproteobacteria; Enterobacteriales; Enterobac 


2026649 2026610 4 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aeromonadacea 


192124 Bacteria_16S 
- odoriferum strain LMG 17566 16S ribosomal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Pectobacterium. 


carotovorum subsp 


Enterobacteriales 


192124 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


192124 Bacteria_16S 


strain IBS 506 16 


palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 


192124 Bacteria_16S 


thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 


192124 Bacteria_16S 


2028092 2028053 4 


; Enterobacteriaceae; 
2044937 2044898 1 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


2075576 2075541 1 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
192124 Bacteria_16S 
train 1Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 


2139460 2139337 4 


e; Amycolatopsis. 
2236379 2236344 1 


ain MLF1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


teria; Proteobacteria; 


2253085 2252962 4 


43 


43 


43 


43 


43 


43 


40 


36 


126 


36 


126 


strain KS9 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
192124 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


192124 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; 


192124 Bacteria_16S 


strain IBS 325 16 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 


192124 Bacteria_16S 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
aminophilus Bacteria; 


Desulfovibrio. 


192124 Bacteria_16S 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; 


Bacteroidia; 


2356279 2356244 1 


s strain SF3 16S ribosomal RNA, partial 
Proteobacteria; 


s Bacteria; 
ae; Desulfovibrio. 
2394206 2394167 81 


ribosomal RNA, partial sequence 
Bacteroidales; 


2395741 2395706 1 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
192124 Bacteria_16S 


2456650 2456611 4 


ica strain 34mel 16S ribosomal RNA, partial sequ 
- pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 


2574313 2574278 1 
Proteobacteria; 


2609671 2609548 4 


Pseudonocardiaceae; Amycolatopsis. 


192124 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; 


strain CDC 2991-8 
Proteobacteria; 


2620596 2620557 4 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 
192124 Bacteria_16S 


2637289 2637250 4 


1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 
192124 Bacteria_16S 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; 

192124 Bacteria_16S 


2690047 2690012 4 


2694382 2694351 94 


36 


120 


36 


43 


36 


Deltaproteobacteria; 


126 


43 


43 


39 


125 


strain IST7 16S ribosomal RNA, partial sequence 


Spirochaetes; 


Spirochaetales; 


192124 Bacteria_16S 


2713913 2713870 1 


Spirochaetaceae; Borrelia. 


44 


strain SHK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 


Deltaproteobacteria; 


Porphyromonadaceae; 


gi|219878199 


gi|219878197 
gi|219878194 
gi|219878193 


219878178 
20257 


gi 


gi|219878177 


219878165 
20440 


gi 


gi|219878139 
2074760 20762 


219857642 
sequence 
Actin 


gi 


gi| 219857575 


Desu 


gi] 219857564 
2252243 22536 
Streptosporang 
gi| 219857490 
sequence 


gi|219857464 
2393419 23948 
Po 
gi| 219857463 
2394935 23963 


gi| 219857413 
Gammap 
gi| 219857285 
Desulf 
gi| 219857259 


Actinomyc 


219857252 
26197 


gi 


219857233 
26364 


gi 
gi|219857196 


Hydr 
gi| 219857192 
2693690 26949 


ref |NR_025338.1 


teriaceae; 
ref |NR_025336.1 


teriaceae; 
ref |NR_025333.1 


teriaceae; 
ref |NR_025332.1 


teriaceae; 
ref |NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 

ref|NR_025316.1 
partial sequenc 


ref |NR_025304.1 


ref|NR_025278.1 
Bartonella. 
ref|NR_025231.1 

2138615 214004 
omycetales; Pseu 


ref|NR_025163.1 
2235498 223697 
lfovibrionales; 


ref|NR_025152.1 
ineae; Nocardiop 
ref |NR_025078.1 

2355381 235691 
Desulfovibriona 


ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 
ref|NR_025051.1 


Bartonella. 
ref|NR_025001.1 
ence 245578 
roteobacteria; 


ref|NR_024916.1 
2573428 257495 
ovibrionales; De 


ref|NR_024890.1 
2608828 261032 
etales; Pseudono 


ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024824.1 
2689164 269065 
ogenivirga. 
ref |NR_024820.1 


gi|219857179 


Serratia entomophila 


42 Serratia entomophila Bacteria; 
Serratia. 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
Proteus. 


Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
Leminorella. 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 
Budvicia. 


Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
Luteimonas. 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Desulfonatronum 
8 Desulfonatronum 


Desulfonatronumaceae; 


Nocardiopsis composta 


96 Nocardiopsis composta Bacteria; 


saceae; Nocardiopsis. 
Desulfovibrio 

7 Desulfovibrio 

les; 


Porphyromonas gulae 
gulae Bacteria; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Kluyvera georgiana 

ra georgiana Bacteria; 
era. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Hydrogenivirga 

5 Hydrogenivirga 


Borrelia turcica 


59 Borrelia turcica Bacteria; 


ref|NR_024807.1 


Enhygromyxa salina 


2713036 2714515 Enhygromyxa salina Bacteria; 


192124 Bacteria_16S 
strain K97-0003 1 


Proteobacteria; 


192124 Bacteria_16S 
rectilineatus str 
rectilineatus Bac 
Micromonosporacea 
192124 Bacteria_16S 
strain JCM 3166 1 


Actinobacteria; 
Planobispora. 


192124 Bacteria_16S 
subterraneus stra 
subterraneus Bact 
192124 Bacteria_16S 
CMN3 16S ribosoma 


Spirochaetales; 


192124 Bacteria_16S 
strain JCM1240 16 


Proteobacteria; 


192124 Bacteria_16S 
strain LMG 2542 1 


Proteobacteria; 


192124 Bacteria_16S 
larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 
192124 Bacteria_16S 
histidinovorans s 
histidinovorans B 
192124 Bacteria_16S 
intestinalis stra 
intestinalis Bact 


Desulfovibrio. 


192124 Bacteria_16S 
acanthamoebae str 
acanthamoebae Bac 
192124 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 


Desulfofustis. 


192124 Bacteria_16S 
vietnamensis stra 
vietnamensis Bact 


Desulfovibrio. 


192124 Bacteria_16S 
claviforme strain 
claviforme Bacter 
Streptosporangiac 
192124 Bacteria_16S 
termitidis strain 
termitidis Bacter 


Desulfovibrio. 


192124 Bacteria_16S 
strain NCTC 10951 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
192124 Bacteria_16S 
cangingivalis str 
cangingivalis Bac 
192124 Bacteria_16S 
CIP 7430 


strain 
Proteobacteria; 


192124 Bacteria_16S 


strain H152 16S 


2724599 2724476 4 126 gi 


219857172 


6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 
strain SIR-1 16S 


ref|NR_024800.1 


Longispora albida 


14 Longispora albida Bacteria; 


omonosporineae; Micromonosporaceae; Longispora. 
2730742 2730699 1 44 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 
2796464 2796417 4 51 gi|219857119|ref|NR_024747.1| Actinoplanes 
ain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Actinoplanes. 
2820665 2820542 4 126 gi|219856910|ref|NR_024731.1| Planobispora rosea 
6S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
2823702 2823667 4 39 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
in HGP1 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
eria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 
2844895 2844864 94 125 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
1 RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 
2947592 2947553 4 43 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 
2967141 2967102 4 43 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 


Gammaproteobacteria; Enterobacteriales; 


2994543 2994508 1 36 gi 


terium group; Agrobacterium. 


3088463 3088420 1 44 


gi 
acteria; Firmicutes; Clostridia; 
3151550 3151515 1 36 gi 


eria; Proteobacteria; 


3233596 3233557 5 
ain Bn9 16S ribosomal RNA, 


44 gi 


3238276 3238233 1 44 


gi 


3313910 3313867 1 44 


gi 


eria; Proteobacteria; 
3368836 3368713 4 126 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3379467 3379429 1 


39 gi 


3412864 3412817 4 51 gi 
16S ribosomal RNA, partial sequence 

3548829 3548790 81 120 gi 
teria; Bacteroidetes; Bacteroidia; 
3612821 3612782 4 43 gi 
16S ribosomal RNA, partial sequence 

G 
3656708 3656673 1 36 
ibosomal RNA, partial sequence 


gi 
xr 


3684132 3684097 1 36 gi 


n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


train Z-7940 16S ribosomal RNA, partia 
Clost 
in KMS2 16S ribosomal RNA, partial seque 
Deltaproteobacte 
complete se 
teria; Chlamydiae; Chlamydiales; Parac 
PerGlyS 16S ribosomal RNA, complete s 


ia; Proteobacteria; Deltaproteobacteri 


in G3 100 16S ribosomal RNA, partial s 
Deltaproteobacte 


DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


ain VPB 4874 16S ribosomal RNA, partia 
Bac 


ammaproteobacteria; Aeromonadales; Aer 


6S ribosomal RNA, partial sequence 2966273 29677 


Enterobac 
219846927 
quence 
ia; Rhizob 


v 


219846863 
1 sequence 
ridiales; 
219846821 
nce 
ria; Desul 
219846765 
quence 
hlamydiace 
219846762 
equence 

a; Desulfo 


219846711 
equence 
ria; Desul 


219846671 
sequence 
Actinomyce 


219846663 
equence 
a; Desulfo 


219846636 
34120 
nomycineae 
219846544 
1 sequence 
teroidales 
219846497 
36119 
omonadacea 
219846467 


3655877 36573 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
192124 Bacteria_16S 


biaceae; R 
219846448 


teriaceae; Dicke 
NR_026519.1 
2993732 299516 


iales; Rhizobiac 


NR_026455.1 
3087607 308909 
Clostridiaceae; 
ref |NR_026413.1 
150676 315218 
fovibrionales; D 


Ww 


ref |NR_026357.1 
3232707 323424 
ae; Parachlamydi 
ref |NR_026354.1 

3237371 323891 
bacterales; Desu 


ref |NR_026303.1 
3313036 331453 
fovibrionales; D 


ref|NR_026263.1 
3368004 336944 
tales; Streptosp 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref |NR_026136.1 

3548038 354952 
; Porphyromonada 
ref |NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026059.1 


hizo 
ref 


bium/Agrobac 
NR_026039.1 


69 Dickeya paradisiaca Bacteria; 


ya. 

Agrobacterium 
8 Agrobacterium 
eae; 


Natronincola 
0 Natronincola 
Natronincola. 
Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Parachlamydia 
7 Parachlamydia 
Bs 

Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Porphyromonas 

1 Porphyromonas 

ceae; Porphyromonas. 

Aeromonas bestiarum 

nas bestiarum Bacteria; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Ochrobactrum anthropi 


strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


192124 Bacteria_16S 
apsheronum strain 


Bacteria; 


subsp. 
subsp. 


Geobacter. 


192124 Bacteria_16S 
allosaccharophila 
allosaccharophila 


Aeromonas. 


192124 Bacteria_16S 
strain 7728-L6C 1 
Bacteroidetes; 
192124 Bacteria_16S 
strain F9251 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
192124 Bacteria_16S 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Herbidospora. 

192124 Bacteria_16S 
strain Gl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
192124 Bacteria_16S 
strain Hk501 16S 
Spirochaetes; 
192124 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 
Spirochaetales; 
192124 Bacteria_16S 
strain HT31 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 
192124 Bacteria_16S 
strain gal 1261 1 


aerata strain P132 16S ribosomal RNA, partial se 
aerata Bacteria; Actinobacteria; Actinobacterida 
Streptosporangiaceae; Microbispora. 
192124 Bacteria_16S 
strain Co53T 16S 
Spirochaetes; 
192124 Bacteria_16S 
hydrogenophilus strain H2 16S ribosomal RNA, partial se 
hydrogenophilus Bacteria; 


Spirochaetales; 


Spirochaetales; 


3699255 3699212 1 44 gi 
1105 16S ribosomal RNA, partial seque 


3735051 3734928 4 126 


gi 


3760294 3760263 94 125 
ribosomal RNA, partial sequence 


gi 


Spirochaetaceae; Borrelia 
3772253 3772220 93 126 gi 
Proteobacteria; Deltaproteoba 
3813215 3813176 4 43 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


3866186 3866147 81 120 


gi 
Bacteroidia; Bacteroidales; Porphyromona 
3894042 3894007 1 36 gi 
ribosomal RNA, partial sequence 


3901632 3901509 4 126 


gi 
Stre 
3913775 3913736 4 


43 gi 


3915201 3915170 94 125 
ribosomal RNA, partial sequence 


gi 


Spirochaetaceae; Borrelia 
3916617 3916586 94 125 gi 


Spirochaetaceae; Borrelia; Borrelia bur 
3933596 3933565 94 125 gi 


3980572 3980537 1 36 


gi 


4008944 4008905 4 43 gi 


Gammaproteobacteria; Aeromonadales; Aer 


4235314 4235275 4 43 gi 


3759507 37610 


6S ribosomal RNA, partial sequence 3865370 38668 


3893217 38946 


3912908 39143 


3914434 39158 


3915851 3917216 Borre 
gdorferi group. 
ref 
3932829 3934196 Borrelia miyamotoi Bacteria; 


Spirochaetaceae; Borrelia. 


6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
192124 Bacteria_16S 
strain 848 16S ribosomal RNA, partial sequence 
Proteobacteria; 
192124 Bacteria_16S 


strain F2R9 16S ribosomal RNA, partial sequence 4234473 42358 


219846437 
nce 


219846411 
quence 
e; 


219846392 


219846383 
quence 
cteria; 
219846354 
bacteria; 


219846318 


daceae; 
219846299 


nellaceae; 
219846294 


219846285 


219846284 


; Borrelia 


219846283 


219846271 


219846238 


ref 
3698359 3699831 Desulfomicrobium apsheronum 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
192124 Bacteria_16S ref 
Actinomycetales; 


ref 
25 Borrelia coriaceae Bacteria; 


ref 
Desulfuromonadales; 


ref 
artial sequence 
Aeromonadales; 


ref 
42 Porphyromonas 
Porphyromonas. 
ref 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref 
68 Herbidospora cretacea Bacteria; 
ptosporangineae; 


ref 
83 Xenorhabdus poinarii Bacteria; 
Enterobacteriaceae; 
ref 
00 Borrelia tanukii Bacteria; 
burgdorferi group. 

ref 
lia 


ref 
09 Rhizobium galegae Bacteria; 
biaceae; Rhizobium/Agrobacterium group; Rhizobium. 


NR_026028.1| Desulfomicrobium 
Desulfomicrobiaceae; Desulfomicrobium. 
NR_026002.1| Microbispora rosea 
3734241 3735655 Microbispora rosea 
Streptosporangineae; 


NR_025983.1| Borrelia coriaceae 


NR_025974.1| Geobacter 
3771473 3772890 Geobacter 
Geobacteraceae; 


NR_025945.1| Aeromonas 
3812327 3813828 Aeromonas 
Aeromonadaceae; 
NR_025908.1| Porphyromonas macacae 
macacae Bacteria; 


NR_025889.1| Bartonella elizabethae 


NR_025884.1| Herbidospora cretacea 


Streptosporangiaceae; 
NR_025875.1| Xenorhabdus poinarii 
Xenorhabdus. 

NR_025874.1| Borrelia tanukii 
NR_025873.1| Borrelia turdi strain 


turdi Bacteria; Spirochaetes; 


NR_025861.1| Borrelia miyamotoi 


NR_025828.1| Rhizobium galegae 


219846217|ref|NR_025807.1]| Aeromonas molluscorum 
4008054 4009559 Aeromonas molluscorum Bacteria; 

omonadaceae; Aeromonas. 

219846045|ref|NR_025635.1| Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

192124 Bacteria_16S 59954 59916 1 39 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 61502 61464 1 39 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

192124 Bacteria_16S 94567 94449 5 122 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

192124 Bacteria_16S 109819 109773 4 50 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 


G33 


16S ribosomal 
Actinobacteridae; 
192124 Bacteria_16S 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Arthrobacter. 
192124 Bacteria_16S 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Kineosporiaceae; 
192124 Bacteria_16S 


RNA, partial sequence 


134413 134367 4 50 


gi 


147873 147827 4 50 


gi 


Kineococcus. 


108968 110448 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae; 


265678973 
133546 


164788 164670 5 122 


gi 


265678953 


sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 


sanfranciscensis Bacteria; 


Firmicutes; Lactobacillales; 


Lactobacillaceae; 


ref 


ref 


ia varians Bacteria; Actinobacteria; 


Kocuria. 
NR_029281.1| Arthrobacter 
135015 Arthrobacter ureafaciens 


ales; Micrococcineae; Micrococcaceae; 
265678964|ref|NR_029272.1| Kineococcus 
147044 148460 Kineococcus 


Actinomycetales; Kineosporiineae; 


NR_029261.1| Lactobacillus 
163866 165437 Lactobacillus 
Lactobacillus. 


192124 Bacteria_16S 
F186 16S ribosoma 


Alphaproteobacter 


192124 Bacteria_16S 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


192124 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


192124 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


strain Illinois 1 


255084 255046 1 

1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
268538 268492 4 50 gi 


39 gi 


ae; Thermomonosporaceae; Actinomadura. 
276139 276101 1 39 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
306490 306452 1 39 gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 


192124 Bacteria_16S 


strain AS130 16S 


355095 355057 1 39 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 


192124 Bacteria_16S 


strain YIM 70081 


359526 359480 4 50 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


192124 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


192124 Bacteria_16S 


strain PL7HG1 16S 


strain YIM 70085 


361072 361026 4 50 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


371488 371450 1 39 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


383643 383605 1 39 
ribosomal RNA, partial sequence 


gi 


422199 422153 4 50 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 
ain YIM70097 16S ribosomal RNA, partia 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


192124 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


426905 426859 4 50 gi 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 

429992 429946 4 50 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


192124 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


192124 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


192124 Bacteria_16S 


strain Al10 16S ri 
Actinobacteria; A 
Actinomadura. 


192124 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


192124 Bacteria_16S 


strain HKI 0119 1 
Actinobacteria; A 


192124 Bacteria_16S 


strain CMS90 16S 
Actinobacteria; A 


192124 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


192124 Bacteria_16S 


34635 16S ribosom 
Alphaproteobacter 


192124 Bacteria_16S 


34614 16S ribosom 
Alphaproteobacter 


463744 463706 1 39 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
466753 466707 4 50 gi 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
469751 469705 4 50 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
494454 494408 4 50 gi 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
637312 637266 4 


50 gi 


254252 255652 Afipi 


16S ribosomal RNA, partial sequence 358665 36015 


382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
192124 Bacteria_16S 


rhizobiace 
265678773 


16S ribosomal RNA, partial sequence 421328 42283 


465880 467346 Rothi 


6S ribosomal RNA, partial sequence 636453 63793 


ctinobacteridae; Actinomycetales; Micr 
646647 646601 4 50 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
648179 648133 4 50 


gi 


gi 


somal RNA, partial sequence 647310 648789 Kocur 


Actinomycetales; Micrococcineae; Micr 
825045 825007 1 39 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826547 826509 1 39 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


gi 


gi 


824212 825662 Bosea 


825713 827158 Bosea 


192124 Bacteria_16S 


strain AMX51 16S 


843304 843266 1 39 
ribosomal RNA, partial sequence 


gi 


265678892|ref|NR_029200.1| Afipia broomeae strain 
a broomeae Bacteria; Proteobacteria; 
ipia. 
265678881|ref|NR_029187.1| Actinomadura cremea 
rtial sequence 267723 269132 Actinomadura 
nobacteridae; Actinomycetales; 
265678876|ref|NR_029182.1| Helicobacter bilis 
275297 276761 Helicobacter bilis Bacteria; 
s; Helicobacteraceae; Helicobacter. 
265678856 |ref|NR_029162.1| Neorickettsia risticii 
7 Neorickettsia risticii Bacteria; 
plasmataceae; Neorickettsia. 
265678820|ref|NR_029125.1| Rhodoplanes elegans 
354284 355690 Rhodoplanes elegans Bacteria; 
microbiaceae; Rhodoplanes. 
265678815|ref|NR_029120.1| Nesterenkonia lutea 
4 Nesterenkonia lutea Bacteria; 
ococcineae; Micrococcaceae; Nesterenkonia. 
265678814|ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
265678807|ref|NR_029112.1| Pseudovibrio 
quence 370665 372098 Pseudovibrio 
eria; Rhodobacterales; Rhodobacteraceae; 
265678799|ref|NR_029104.1| Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 

ae; Bradyrhizobium. 

ref|NR_029078.1| Yaniella halotolerans 
0 Yaniella halotolerans Bacteria; 


ococcineae; Yaniellaceae; Yaniella. 
265678770|ref|NR_029075.1| Nesterenkonia 
1 sequence 426041 427535 Nesterenkonia 
e; Actinomycetales; Micrococcineae; 
265678768 |ref|NR_029073.1| Nesterenkonia 
sequence 429128 430610 Nesterenkonia 
; Actinomycetales; Micrococcineae; Micrococcaceae; 
265678742 |ref|NR_029047.1| Ancylobacter 
sequence 462905 464361 Ancylobacter 
ia; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
265678740|ref|NR_029045.1| Rothia amarae strain 
a amarae Bacteria; Actinobacteria; 
ococcaceae; Rothia. 
265678738|ref|NR_029043.1| Actinomadura latina 
468944 470395 Actinomadura latina Bacteria; 
ptosporangineae; Thermomonosporaceae; 
265678722 |ref|NR_029027.1| Arthrobacter 
quence 493586 495067 Arthrobacter 
; Actinomycetales; Micrococcineae; Micrococcaceae; 
265678626 |ref|NR_028931.1| Knoellia sinensis 
1 Knoellia sinensis Bacteria; 
ococcineae; Intrasporangiaceae; Knoellia. 
265678620|ref|NR_028925.1] Arthrobacter roseus 
645783 647259 Arthrobacter roseus Bacteria; 
ococcineae; Micrococcaceae; Arthrobacter. 
265678619|ref|NR_028924.1| Kocuria polaris strain 
ia polaris Bacteria; Actinobacteria; 
ococcaceae; Kocuria. 
265678496|ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 
sea. 
265678495|ref|NR_028798.1| Bosea eneae strain 
eneae Bacteria; Proteobacteria; 
sea. 
265678484 |ref|NR_028787.1| Bosea minatitlanensis 


842468 843949 Bosea minatitlanensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


192124 Bacteria_16S 
radiotolerans strain SRS30216 16S ribosomal RNA, partia 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 
Kineosporiaceae; 
192124 Bacteria_16S 
halorespirans strain PCE-M2 16S ribosomal RNA, partial 
halorespirans Bacteria; Proteobacteria; Epsilonproteoba 


852271 852225 4 50 gi 


Kineococcus. 


866056 866034 1 23 gi 


265678478 
1 sequence 


e; Actinomycetales; 


ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 
Kineosporiineae; 


Sulfurospirillum. 


192124 Bacteria_16S 


strain CFBP 4188 
Proteobacteria; 


192124 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


192124 Bacteria_16S 


koreensis strain 


Bacteria; 


192124 Bacteria_16S 


flava strain AS 4 


Bacteria; 


192124 Bacteria_16S 


salivarius strain 


salivarius Bacteria; 
192124 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


192124 Bacteria_16S 


barnesii strain S 


Bacteria; 


867619 867581 1 


870653 870615 1 


882493 882451 4 


888631 888585 4 


933344 933226 5 


HO 66 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
956578 956540 1 


980964 980942 1 


39 gi 


16S ribosomal RNA, partial sequence 866725 86827 
Gammaproteobacteria; Xanthomonadales; Xanthomonadacea 
ref 


39 gi 


in B0O71 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


46 gi 


LM042 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Catellatospora. 


50 gi 


-1520 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharopolyspora. 


122 gi 


complete sequence 


Lacto 


39 gi 


strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


23 gi 


ES-3 16S ribosomal RNA, partial sequen 


Proteobacteria; Epsilonproteobacteria; Campyl 


192124 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


192124 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


192124 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; 


192124 Bacteria_16S 


strain Cal06 16S 


1057438 1057400 1 


1128285 1128247 1 


1135722 1135688 93 


bosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 


1217536 1217490 4 


ribosomal RNA, partial sequence 


39 gi 


ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


39 gi 


B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


126 gi 


50 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 


strain Se-3111 16 


1222008 1221962 4 


S ribosomal RNA, partial sequence 


50 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 


temperatum strain 
temperatum Bacter 


192124 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


192124 Bacteria_16S 


pv. 
pv. 


juglandis str 
juglandis Bac 
Xanthomonas. 


192124 Bacteria_16S 


thermacidophilum 


Bifidobacteriales; 


192124 Bacteria_16S 


DSM 
Bacteria; 


Sanguibacter. 


10542 16S rib 


teria; 


1243260 1243222 1 


1247726 1247692 92 


1312416 1312378 1 
Proteobacteria; 


1330884 1330846 4 


1349312 1349266 4 


osomal RNA, partial sequence 


39 gi 


SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 


126 gi 


ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 


39 gi 


ain LMG 747 16S ribosomal RNA, partial 
Gammaproteobact 


42 gi 


subsp. porcinum strain P3-14 16S ribos 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; 


Bifidobacteriaceae; Bifidobacterium. 


50 gi 


Actinobacteria; Actinobacteridae; Actinomycet 


192124 Bacteria_16S 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
Bdellovibrio. 


1390004 1389966 1 


39 gi 


1134932 11363 


1216681 12181 


1221167 12226 


1348448 13499 
Micrococ 


265678465 


265678456 
88163 


265678452 
88778 


265678423 


bacillaceae; 

265678408 

sequence 
acteria; 


265678390 
ce 98009 
obacterales; 
265678339 


eria; 


253680771 
1 sequence 
ria; 


253680766 


onaceae; 
219878473 


ococcineae; 
219878356 


ococcineae; 

219878114 

quence 

a; 
219857449 

equence 


228721465 
sequence 
eria; 
219846082 
omal RNA, 
228720600 


ales; 


228716586 


e; 
NR_028768.1 


869838 871263 


Rhizobial 


ref 
0 883139 Catellatospora koreensis 
Micromon 


ref 
3 889225 Sacch 
Pseudono 


ref el 
932436 934005 


L 


ref 
955748 957207 
Rhizo 


ref 
9 981569 Sulfurospirillum barnesii 
ampy lobacteraceae; 


C 


ref 
al sequence 1056603 105808 
Rhizobia 


ref 


R 


Campyloba 


ref 
96 Vibrio coralliilyticus Bacteria; 
Vibri 
ref 
48 Arthrobacter 
crococcaceae; 


Mi 


ref 
13 Salana multivorans Bacteria; 
utenbergiaceae; 


Be 


ref 
1242462 124386 
Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
ref a 
1246931 124845 
hlamydiaceae; 
ref - 
1311542 131304 
Xanthomo Xanthomonadaceae; 
ref 
comp 

Actinobacteria; Actinobacteridae; 


ref 
42 Sanguibacter 


ref 


127427 112890 
Helicobacteraceae; 


NR_028758.1 
osporineae; 
NR_028754.1 
cardineae; 
NR_028725.1 


actobacillu 
NR_028710.1 


n 


biales; Phyl 


NR_028692.1 


NR_028641.1 
les; 
NR_028019.1 
cterales; 
NR_028014.1 
Oo. 
NR_025612.1 
NR_025495.1 


NR_025253.1 


NR_025037.1 


Neochlamydi 
NR_027606.1 


nadales; 
NR_025672.1 
lete sequenc 
NR_027595.1 


cineae; Sang 


NR_027553.1 


o@ 


265678468|ref|NR_028771.1| Sulfurospirillum 
sequence 865186 866674 Sulfurospirillum 
cteria; Campylobacterales; Campylobacteraceae; 
265678467 |ref|NR_028770.1| Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 
Xanthomonas. 


Bradyrhizobium 
Bradyrhizobium 


es; Bradyrhizobiaceae; 


Catellatospora 
Micromonosporaceae; 


Saccharopolyspora 


aropolyspora flava 
Pseudonocardiaceae; 


Lactobacillus 
Lactobacillus 
Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Sulfurospirillum 
Sulfurospirillum. 


Rhodopseudomonas 
7 Rhodopseudomonas 


Bradyrhizobiaceae; 


Helicobacter 
7 Helicobacter 


Vibrio coralliilyticus 


Arthrobacter bergerei 


bergerei Bacteria; 


Arthrobacter. 
Salana multivorans 


Salana. 
Mesorhizobium 


4 Mesorhizobium 


Neochlamydia 
9 Neochlamydia 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


Bifidobacterium 
e 1330013 1331535 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Bdellovibrio 


1389197 1390490 Bdellovibrio 


192124 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 
192124 Bacteria_16S 


profundus strain 
Bacteria; 


Mesorhizobium. 


192124 Bacteria_16S 
strain SA35 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
192124 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 
septentrionale st 
septentrionale Ba 


Mesorhizobium. 


192124 Bacteria_16S 
faecalis strain gc 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
192124 Bacteria_16S 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 
arilaitensis stra 
arilaitensis Bact 


Arthrobacter. 


192124 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


192124 Bacteria_16S 


VKM B1479 16S ribosomal RNA, partial sequence 1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
192124 Bacteria_16S 1653600 1653562 1 39 gi| 219878439 


strain R-13291 16 
Proteobacteria; 


strain R-10289 16 
Proteobacteria; 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


192124 Bacteria_16S 


aridum subsp. lar 


Deinoco 
192124 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 
192124 Bacteria_16S 
tianshanense stra 
tianshanense Bact 


G 
192124 Bacteria_16S 


G 
192124 Bacteria_16S 


Kibdelosporangium aridum subsp. 


1421516 1421470 4 50 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1 
ri 


1437002 1436960 4 46 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1453749 1453703 4 50 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


e 


1 


1485534 1485496 1 39 gi 


ibosomal RNA, partial sequence 


1502022 1501976 4 
16S ribosomal RNA, 


50 gi 
complete sequence 

oc 
1515491 1515453 1 39 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


L 
te. 


1572847 1572809 1 39 gi 
le 


1605170 1605124 4 50 gi 
oc 
1606711 1606665 4 50 gi 
in Rell7 16S ribosomal RNA, partial se 


eria; Actinobacteria; Actinobacteridae 


qu 


’ 


1626222 1626176 4 50 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Arsenicicoccus. 
1650511 1650473 1 


s 
Ac 


39 gi 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655147 1655109 1 39 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1662819 1662773 4 50 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 
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Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 

192124 Bacteria_16S 1682611 1682565 4 50 gi|219878420|ref|NR_025559.1| Actinomyces oricola 
strain R5292 16S ribosomal RNA, partial sequence 1681727 1683234 Actinomyces oricola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
192124 Bacteria_16S 1704093 1704055 1 39 gi| 219878405 |ref|NR_025544.1| Methylocystis 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
192124 Bacteria_16S 1763493 1763447 4 50 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

192124 Bacteria_16S 1781530 1781484 4 50 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 

192124 Bacteria_16S 1788885 1788839 4 50 gi|219878343|ref|NR_025482.1| Blastococcus 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


Blastococcus. 


1788037 1789519 Blastococcus 


192124 Bacteria_16S 1799576 1799530 4 50 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

192124 Bacteria_16S 1814971 1814933 1 39 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

192124 Bacteria_16S 1816498 1816452 4 50 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

192124 Bacteria_16S 1850171 1850133 1 39 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

192124 Bacteria_16S 1853033 1852987 4 50 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 

192124 Bacteria_16S 1874397 1874351 4 50 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

192124 Bacteria_16S 1889813 1889775 1 39 gi|219878272|ref|NR_025411.1| Mesorhizobium 
chacoense strain PR5 16S ribosomal RNA, partial sequence 1888988 1890453 Mesorhizobium chacoense 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

192124 Bacteria_16S 1932234 1932188 4 50 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

192124 Bacteria_16S 1954969 1954923 4 50 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

192124 Bacteria_16S 1957927 1957881 4 50 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
192124 Bacteria_16S 1959483 1959437 4 50 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
192124 Bacteria_16S 1976108 1976070 1 39 gi|219878211|ref|NR_025350.1| Desulfobacula 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 
192124 Bacteria_16S 2035604 2035558 4 50 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

192124 Bacteria_16S 2041803 2041765 1 39 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

192124 Bacteria_16S 2043361 2043323 1 39 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

192124 Bacteria_16S 2093931 2093893 1 39 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

192124 Bacteria_16S 2099992 2099946 4 50 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

192124 Bacteria_16S 2184822 2184784 1 39 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

192124 Bacteria_16S 2221172 22211341 39 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

192124 Bacteria_16S 2292869 22928311 39 gi|219857536|ref|NR_025124.1| Helicobacter aurati 


strain MIT 97-507 


5c 16S ribosomal RNA, partial sequence 


2292020 2293474 Helico 


bacter aurati Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


192124 Bacteria_16S 
strain 63287 16S 


2300276 2300238 1 


192124 Bacteria_16S 2301744 2301706 1 


34632 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


192124 Bacteria_16S 2310932 2310890 8 


strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


192124 Bacteria_16S 2318477 2318439 1 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


Bacteria; 


192124 Bacteria_16S 2320069 2320031 1 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
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Stenotrophomonas. 
192124 Bacteria_16S 
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Proteobacteria; 


2332102 2332064 1 


Helicobacter. 


192124 Bacteria_16S 2347154 2347108 4 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
192124 Bacteria_16S 2348663 2348617 4 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
192124 Bacteria_16S 2409455 2409409 4 


salina strain YIM90002 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 


192124 Bacteria_16S 2455178 2455132 4 


psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Ac 


Micrococcaceae; Arthrobacter. 
192124 Bacteria_16S 2492766 2492720 4 
strain T1-X7 16S 


192124 Bacteria_16S 
chlorophenolicus 
chlorophenolicus 
Micrococcaceae; Arthrobacter. 
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2598869 2598836 93 


2657034 2656988 4 


Nocardioides. 
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192124 Bacteria_16S 2671966 2671928 1 39 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

192124 Bacteria_16S 2681041 2681008 93 126 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 


192124 Bacteria_16S 2703560 2703518 4 46 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

192124 Bacteria_16S 2727694 2727656 1 39 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

192124 Bacteria_16S 2745585 2745539 4 50 gi|219857157|ref|NR_024785.1| Rothia aeria strain 


A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


192124 Bacteria_16S 2748400 2748354 4 50 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

192124 Bacteria_16S 2797986 2797940 4 50 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
192124 Bacteria_16S 2799507 2799465 4 46 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
192124 Bacteria_16S 2801030 2800988 4 46 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
192124 Bacteria_16S 2805594 2805552 4 46 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
192124 Bacteria_16S 2808638 2808596 4 46 gi|219857111|ref|NR_024739.1]| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
192124 Bacteria_16S 2819172 2819126 4 50 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 


192124 Bacteria_16S 2837388 2837266 5 126 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

192124 Bacteria_16S 2844975 2844945 7 37 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

192124 Bacteria_16S 2851197 2851159 1 39 gi|219856890|ref|NR_024709.1| Pseudomonas 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
192124 Bacteria_16S 2891355 2891313 4 46 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonosporaceae; Actinoplanes. 


192124 Bacteria_16S 3005342 3005304 1 39 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

192124 Bacteria_16S 3012802 3012756 4 50 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 
192124 Bacteria_16S 3046212 3046166 4 50 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 
192124 Bacteria_16S 3067364 3067331 93 126 gi|219846877|ref|NR_026469.1| Gemella palaticanis 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
192124 Bacteria_16S 3092883 3092837 4 50 gi|219846860|ref|NR_026452.1]| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


192124 Bacteria_16S 


3094402 3094356 4 


50 


strain TAGA27 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


192124 Bacteria_16S 


plurifarium strain LMG 1 


plurifarium Bacteria; 
Mesorhizobium. 
192124 Bacteria_16S 


strain HK1 0089 16S ribo 
Actinobacteria; Actinoba 


192124 Bacteria_16S 
deleyianum strain 


Campy lobacteraceae; 
192124 Bacteria_16S 


falsenii CCUG 33651 16S 
Bacteria; Actinobacteria; 


Corynebacterium. 
192124 Bacteria_16S 


arcachonense strain F1F6 


arcachonense Bacteria; 
Sulfurospirillum. 
192124 Bacteria_16S 


strain LMG 471 16S ribos 
Proteobacteria; Gammaproteobacteria; 


192124 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


192124 Bacteria_16S 


strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 


192124 Bacteria_16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


192124 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
192124 Bacteria_16S 


strain LMG 690 16S ribos 
Proteobacteria; Gammaproteobacteria; 


192124 Bacteria_16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


192124 Bacteria_16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


192124 Bacteria_16S 


strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 


192124 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 


192124 Bacteria_16S 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
192124 Bacteria_16S 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 
192124 Bacteria_16S 
strain TagT2C 16S 


192124 Bacteria_16S 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 


Spiril 
Sulfurospirillum 


3131911 3131873 1 


3133429 3133383 4 


3137925 3137903 1 


3148491 3148445 4 


3159340 3159318 1 


3182010 3181972 1 


3183562 3183524 1 


3185114 3185076 1 


3186666 3186628 1 


39 


1892 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


50 


somal RNA, partial sequence 3132587 31340 
cteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; 


23 


50 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


23 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


39 


omal RNA, partial sequence 


39 


somal RNA, partial sequence 3182688 31841 


39 


omal RNA, partial sequence 


39 


omal RNA, partial sequence 


gi|219846859|ref 


NR_026451.1 


Kocuria palustris 


3093562 3095028 Kocuria palustris Bacteria; 


gi|219846834|ref 


w 


gi| 219846833 |ref 


gi|219846830|ref 


lum 5175 16S ribosomal RNA, partial sequence 
deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Sulfurospirillum. 


gi| 219846823 |ref 


gi| 219846816 |ref 


w 


gi|219846800|ref 


Rhizobiales; 


3147642 3149116 Coryn 
Corynebacterineae; Corynebacteriaceae; 


158497 315992 
Campylobacterales; 


Micrococcaceae; 


NR_026426.1 


NR_026425.1 


NR_026422.1 
313708 


NR_026415.1 


NR_026408.1 


NR_026392.1 


Kocuria. 
Mesorhizobium 


131100 3132536 Mesorhizobium 
Phyllobacteriaceae; 


Demetria terragena 


43 Demetria terragena Bacteria; 


Demetria. 
Sulfurospirillum 
4 3138514 


Corynebacterium 


ebacterium falsenii 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Xanthomonas sacchari 


3181138 3182637 Xanthomonas sacchari Bacteria; 


Xanthomonadales; Xanthomonadacea 


gi| 219846799 |ref 


Xanthomonadales; Xanthomonadacea 


gi| 219846798 |ref 


NR_026391.1 


NR_026390.1 


e; Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
e; Xanthomonas. 


Xanthomonas bromi 


3184240 3185741 Xanthomonas bromi Bacteria; 


Xanthomonadales; Xanthomonadacea 


gi| 219846797 |ref 


NR_026389.1 


e; Xanthomonas. 


Xanthomonas cassavae 


3185792 3187293 Xanthomonas cassavae Bacteria; 


Xanthomonadales; Xanthomonadacea 


e; Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


as. 


3188218 3188180 1 39 gi|219846796|ref|NR_026388.1 
11 16S ribosomal RNA, partial sequence 3187344 318884 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 
3189770 3189732 1 39 gi|219846795|ref|NR_026387.1 
omal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Xanthomonadales; Xanthomonadaceae; Xanthomon 
3191322 3191284 1 39 gi|219846794|ref|NR_026386.1 


3192874 3192836 1 


3194424 3194386 1 


3195976 3195938 1 


3212383 32123451 


3224562 3224520 4 


3239772 32397341 


3289516 3289478 1 


omal RNA, partial sequence 


39 


omal RNA, partial sequence 


39 


somal RNA, partial sequence 3193552 31950 


39 


39 


46 


39 


ribosomal RNA, partial sequence 


39 


Xanthomonas hortorum 


3190448 3191949 Xanthomonas hortorum Bacteria; 


Xanthomonadales; Xanthomonadacea 


gi| 219846793 |ref 


e; Xanthomon 
NR_026385.1 


as. 


Xanthomonas pisi 


3192000 3193501 Xanthomonas pisi Bacteria; 


Xanthomonadales; Xanthomonadacea 


gi| 219846792 |ref 


gi| 219846791 |ref 


e; Xanthomon 
NR_026384.1 


e; Xanthomon 
NR_026383.1 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonadales; Xanthomonadacea 


as. 
Xanthomonas vasicola 


3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadacea 


gi|219846780|ref 
Campylo 
gi|219846771|ref 
Actinomy 


gi| 219846761 |ref 


sequence 3211554 321297 


3223689 3225098 Actino 


e; Xanthomon 
NR_026372.1 


bacterales; 
NR_026363.1 


cineae; Acti 


NR_026353.1 


as. 

Helicobacter 

4 Helicobacter 
Helicobacteraceae; 


Actinomyces europaeus 
myces europaeus 


nomycetaceae; 


Xanthobacter tagetidis 


3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


gi| 219846728 |ref 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadacea 


192124 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 


3291041 3291003 1 


39 


gi| 219846727 |ref 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadacea 


192124 Bacteria_16S 


3292593 3292555 1 


39 


strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


Xanthobacter 
NR_026320.1 


e; Xanthomon 
NR_026319.1 


e; Xanthomon 


gi| 219846726 |ref 


NR_026318.1 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


3291719 3293220 Xanthomonas fragariae Bacteria; 


192124 Bacteria_16S 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


strain LMG 538 16 
Proteobacteria; G 


192124 Bacteria_16S 
n LMG 494 16S ribosomal RNA, partial s 
ria; 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


192124 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


192124 Bacteria_16S 
bosomal RNA, partial sequence 


strain 301 16S ri 


3294145 3294107 1 39 


gi 


3295695 3295657 1 39 


gi 


Proteobacteria; Gammaproteobacter 


3307961 3307923 1 39 


gi 


ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


3309423 3309385 1 39 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


192124 Bacteria_16S 


strain DSM 43151 


3333696 3333654 4 46 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


strain DSM 7083 1 


3356561 3356515 4 50 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


192124 Bacteria_16S 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


192124 Bacteria_16S 


strain DSM 20167 


3359688 3359642 4 50 


gi 


Brachybacterium. 


3399060 3399014 4 50 


gi 


3400594 3400548 4 50 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


strain DSM 20119 


3402120 3402074 4 50 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


strain DSM 20138 


3403660 3403614 4 50 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


histidinolovorans 
histidinolovorans 


3405190 3405144 4 50 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


192124 Bacteria_16S 


strain DSM 20116 


3406716 3406670 4 50 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


192124 Bacteria_16S 


strain DSM 20315 


3446676 3446643 93 126 


gi 


Clostridiales; 
3453000 3452954 4 


Clostridiaceae; 
50 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_1 
strain DSM 20032 


6S 
16S ribosomal RNA, partial sequence 3453662 34551 


3454527 3454481 4 50 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_1 
strain DSM 20550 


6S 
16S ribosomal RNA, partial sequence 3455187 34566 


3456056 3456010 4 50 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_1 
strain DSM 20541 


6S 
16S ribosomal RNA, partial sequence 3456719 34581 


3457585 3457539 4 50 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


protophormiae str 
protophormiae Bac 


3459079 3459033 4 50 


gi 


Micrococcaceae; Arthrobacter. 


192124 Bacteria_16S 
rain DSM 420 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacterid 


nicotinovorans st 
nicotinovorans Ba 


3460600 3460554 4 50 


gi 
comple 


Micrococcaceae; Arthrobacter. 


192124 Bacteria_16S 


strain DSM 20546 


3462120 3462074 4 50 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 


3463643 3463597 4 50 


gi 


219846725 


3293271 32947 
thomonad 


an 
219846724 
equence 

ia; Xantho 


v 


219846716 
ence 33071 
les; Xanth 
219846715 


3308619 33100 


obacterace 
219846696 


16S ribosomal RNA, partial sequence 3332861 33343 


omonospori 
219846679 


6S ribosomal RNA, partial sequence 3355696 33572 


ococcineae 
219846677 
sequence 


v 


219846646 
sequence 
Actinomyc 


219846645 


16S ribosomal RNA, partial sequence 3399736 34012 


oc 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


oc 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846642 

ar 

ri 


dae; Act 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 


ococcineae 
219846612 


6S ribosomal RNA, partial sequence 3445905 34473 
ridia; 


Clostridiu 
219846608 


16S ribosomal RNA, partial sequence 3452140 34536 


ococcineae 
219846607 


ococcineae 
219846606 


ococcineae 
219846605 


oc 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino 


, 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 


Actinomy 


occineae; 


occineae; 


tial seq 


occineae; 


Actinomycet 


ref|NR_026317.1 
aceae; Xanthomon 
ref|NR_026316.1 

3294823 329632 
monadales; Xanth 


ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacte 
ref |NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref|NR_026271.1 
Dermabacterace 
NR_026269.1 
3358821 336033 
les; Microco 


NR_026238.1 
3398202 339968 
etales; Micrococ 


ref |NR_026237.1 
13 Arthrobacter 
3; Micrococcacea 
ref |NR_026236.1 
49 Arthrobacter 
3 Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 


; Mi 
ref 


crococcaceae 
NR_026204.1 


mM. 


ref|NR_026200.1 


7 Mi 
ref 


crococcaceae 
NR_026199.1 
; Micrococcaceae 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
3 Micrococcacea 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref |NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 


e: 


Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Xanthobacter 
bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 
r. 


Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 

Brachybacterium 
2 Brachybacterium 
ccineae; 


Arthrobacter 
5 Arthrobacter 


cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter oxydans 


v 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


45 Arthrobacter aurescens Bacteria; 


; Arthrobacter. 


Clostridium viride 


86 Clostridium viride Bacteria; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


v 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


ref |NR_026192.1 
346278 


Arthrobacter 
4 3464255 Arthrobacter 


polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


192124 Bacteria_16S 3465166 3465120 4 50 gi 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcinea 
192124 Bacteria_16S 3466689 3466643 4 50 gi 
nicotianae strain DSM 20123 16S ribosomal RNA, partial 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
192124 Bacteria_16S 3468211 3468165 4 50 gi 
crystallopoietes strain DSM 20117 16S ribosomal RNA, pa 
crystallopoietes Bacteria; Actinobacteria; Actinobacter 
Micrococcaceae; Arthrobacter. 

192124 Bacteria_16S 3469737 3469691 4 50 gi 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcinea 
192124 Bacteria_16S 3471255 3471209 4 50 gi 
globiformis strain DSM 20124 16S ribosomal RNA, partial 
globiformis Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
192124 Bacteria_16S 3478900 3478854 4 50 gi 
strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 3479 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycinea 
192124 Bacteria_16S 3571713 3571679 5 39 gi 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 3572 
Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 
192124 Bacteria_16S 3611257 3611224 93 126 gi 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 
192124 Bacteria_16S 3635361 3635323 1 39 gi 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
192124 Bacteria_16S 3647549 36475111 39 gi 
strain Inkinen 16S ribosomal RNA, partial sequence 3646715 3648 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helico 
192124 Bacteria_16S 3697721 3697683 1 39 gi 
strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 3698 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helico 
192124 Bacteria_16S 3699165 3699132 93 126 gi 
apsheronum strain 1105 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
192124 Bacteria_16S 3712795 3712753 4 46 gi 
auranticolor strain 253 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Actinoplanes. 
192124 Bacteria_16S 


se 
Ac 


quence 
tinomyc 


rt 
id 


ial seq 
ae; Act 


sequence 
Actinomy 


3610 


3634 
obacteral 


e 3698 
rionale 


nc 
ib 


ce 3711 
es; Mic 


en 
al 


3714256 3714214 4 46 gi 
uence 


219846599 


219846598 


219846597 


219846596 


219846595 


219846590 


219846528 


219846498 


219846482 


219846473 


219846438 


219846437 


219846428 


219846427 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


7 
e 


e 


ref 


ence 
nomy' 


NR_026189.1 
346735 


cetales; Mic 


u 
2 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026187.1 

3470399 347186 
etales; Micrococ 


3 
e 


Cc 


ref |NR_026182.1 
4 


e 


; Ac 
ref 


tinomycetace 
NR_026120.1 
3 


ref|NR_026090.1 
451 3611882 Planoc 
ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref |NR_026028.1 
59 3699831 Desulf 
s; Desulfomicrobi 
ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


5 
e 


1 
b 


3 
b 


3 
9 
xr 


ref|NR_026018.1 
3713443 371485 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Turicella otitidis 


03 Turicella otitidis Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Helicobacter rodentium 
bacter rodentium 
ceae; Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Desulfomicrobium 

omicrobium apsheronum 

aceae; Desulfomicrobium. 
Actinoplanes 

planes auranticolor 

Micromonosporaceae; 


Actinoplanes 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 


eq 
ae 


; Actinomycetales; Micr 


192124 Bacteria_16S 
strain IFO 14679 


3732134 3732089 4 50 gi 
16S ribosomal RNA, partial sequence 3731323 3732 


219846413 


ref|NR_026004.1 


7 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

192124 Bacteria_16S 3791849 3791819 93 123 gi| 219846369 |ref|NR_025960.1 
strain 19L 16S ribosomal RNA, partial sequence 3791066 37925 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
192124 Bacteria_16S 3802475 3802437 1 39 gi|219846361|ref|NR_025952.1 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 38030 


Proteobacteria; Epsilonproteobacteria; Campylobacterale Helico 
192124 Bacteria_16S 3808527 3808489 1 39 gi 
helveticus strain D5248 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
192124 Bacteria_16S 3819335 3819297 1 39 gi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helico 
192124 Bacteria_16S 3820868 3820830 1 39 gi 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, pa 
acinonychis Bacteria; Proteobacteria; Epsilonproteobact 
Helicobacter. 
192124 Bacteria_16S 3822397 3822359 1 39 gi 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helico 
192124 Bacteria_16S 3823875 3823842 93 126 gi 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 


Ss; 


ce 3807 
acteral 


en 
ob 


rt 
er 


ial seq 
ia; 


219846357 


219846350 


219846349 
Camp 


219846348 


219846347 


bacteraceae; Heli 
ref|NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref|NR_025940.1 
ence 382000 
ylobacterales; H 


6 
e 


9 
b 


u 


ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref|NR_025938.1 

3823071 382454 


0 
b 


3 Actinoplanes 


omonosporineae Hi 


Actinomadura coerulea 


31 Actinomadura coerulea Bacteria; 


osporaceae; 


Acholeplasma oculi 


55 Acholeplasma oculi Bacteria; 


Helicobacter hepaticus 


95 Helicobacter hepaticus Bacteria; 


cobacter. 
Campylobacter 

obacter helveticus 

aceae; Campylobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Haemophilus 
7 Haemophilus 


parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Haemophilus. 


192124 Bacteria_16S 3826978 3826940 1 


strain CS1 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


192124 Bacteria_16S 
aggregatus strain 


3840491 3840445 4 


Blastococcus. 
192124 Bacteria_16S 
strain IFO 15965 


3903156 3903110 4 


192124 Bacteria_16S 
strain BN 126 16S 


3940895 3940857 1 


192124 Bacteria_16S 3999947 3999909 1 


strain 25-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


192124 Bacteria_16S 
strain CM2104 16S 


4011969 4011923 4 


192124 Bacteria_16S 
strain JC2056 16S 


4049913 4049867 4 


192124 Bacteria_16S 4051345 4051299 4 


ganghwensis strain JC2055 16S ribosomal RNA, partial se 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioides. 
4058836 4058790 4 


Nocardioidaceae; 
192124 Bacteria_16S 


alkalitolerans strain YIM 70010 16S ribosomal RNA, part 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Citricoccus. 

192124 Bacteria_16S 4125440 4125394 4 
KMM 
Actinobacteridae; 
192124 Bacteria_16S 
strain CA15-8 16S 


4200411 4200365 4 


192124 Bacteria_16S 
strain 34633 16S 


4223219 42231811 


192124 Bacteria_16S 
hispanicum strain 
Bacteria; 
192124 Bacteria_16S 
strain C3H-21 16S 


4239833 4239795 1 


4244322 42442764 


192124 Bacteria_16S 762 729 93 


cyanea strain NA134 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Saccharomonospora. 


192124 Bacteria_16S 2301 2268 93 


azurea strain NA128 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Saccharomonospora. 
192124 Bacteria_16S 
subsp. tularensis 
subsp. tularensis 
Francisella. 

192124 Bacteria_16S 


14252 14219 93 


Bacteria; 
15755 


15734 97 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Spirochaetales; Leptospiraceae; 


Bacteria; Spirochaetes; 


192124 Bacteria_16S 17295 17266 93 


strain L532 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Firmicutes; Lactobacillales; 


192124 Bacteria_16S 18852 18819 93 


roseosalivarius strain AA718 16S ribosomal RNA, partial 
Sphingobacteri 


roseosalivarius Bacteria; 
Hymenobacter. 
192124 Bacteria_16S 


Bacteroidetes; 


25049 25020 93 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
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192124 Bacteria_16S 27987 27954 93 126 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

192124 Bacteria_16S 31152 31123 93 122 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

192124 Bacteria_16S 32671 32638 93 126 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

192124 Bacteria_16S 35591 35558 93 126 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

192124 Bacteria_16S 39985 39952 93 126 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

192124 Bacteria_16S 41678 41637 1 42 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 44588 44559 93 dae gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

192124 Bacteria_16S 50692 50663 93 122 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
192124 Bacteria_16S 53906 53873 93 126 gi| 265679028 | ref |NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
192124 Bacteria_16S 65920 65887 93 126 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

192124 Bacteria_16S 66012 65967 4 49 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

192124 Bacteria_16S 71943 71910 93 126 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

192124 Bacteria_16S 83866 83837 93 122 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

192124 Bacteria_16S 86893 86864 93 122 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

192124 Bacteria_16S 88311 88278 93 126 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
192124 Bacteria_16S 92851 92822 93 122 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

192124 Bacteria_16S 96065 96036 93 122 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

192124 Bacteria_16S 100654 100625 93 122 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

192124 Bacteria_16S 109728 109695 93 126 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

192124 Bacteria_16S 119062 119029 93 126 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

192124 Bacteria_16S 120565 120532 93 126 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
192124 Bacteria_16S 123653 123620 93 126 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
192124 Bacteria_16S 126703 126670 93 126 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 


strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


125918 127358 Actinomyces meyeri Bacteria; 


192124 Bacteria_16S 
strain BAL-1 16S 


131259 131218 1 
ribosomal RNA, 


192124 Bacteria_16S 134322 134289 93 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Arthrobacter. 


192124 Bacteria_16S 135802 135769 93 


gerencseriae strain 2-606-032 16S ribosomal RNA, partia 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
192124 Bacteria_16S 135894 135849 4 


gerencseriae strain 2-606-032 16S ribosomal RNA, partia 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
192124 Bacteria_16S 137270 137237 93 


strain 27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 138829 138796 93 


strain ST26 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


192124 Bacteria_16S 140358 140325 93 


strain ST50 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


192124 Bacteria_16S 141860 141827 93 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


succinoxidans Bacteria; 
Desulfuromusa. 
192124 Bacteria_16S 
strain Kysw2 16S 


Proteobacteria; 


143344 143311 93 


192124 Bacteria_16S 
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144875 144842 93 


192124 Bacteria_16S 147782 147749 93 
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Kineosporiaceae; Kineococcus. 
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192124 Bacteria_16S 
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Microbacteriaceae; Microbacterium. 
192124 Bacteria_16S 160143 160110 93 
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192124 Bacteria_16S 166264 166235 93 


strain NCTC 279 16S ribosomal RNA, partial sequence 165488 16699 
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192124 Bacteria_16S 172452 172411 1 


strain PB 1 16S ribosomal RNA, partial sequence 
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212235 212202 93 126 gi 
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ridia; Clostridiales; Clostridiaceae; 
223054 223013 1 42 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
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n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
268448 268415 93 126 gi 

strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
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um strain KMTHCJT 16S ribosomal RNA, p 
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strain ATCC 23391 
Tenericutes; Moll 
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Spirochaetes; Spi 
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Sedis; Sedimentib 
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Bacteria; Proteob 


280550 280521 93 122 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


288113 288080 93 126 gi 
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294295 294262 93 126 gi 
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train S 1 16S ribosomal RNA, partial s 
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314078 314049 93 122 gi 
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tes; Clostridia; Clostridiales; Clostr 
329261 329232 93 122 gi 
strain JW/Z-1 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

341731 341706 93 118 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


192124 Bacteria_16S 
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ia; Vibrionales; Vibrionaceae; Aliivib 
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acteria; Gammaproteobacteria; Vibriona 
192124 Bacteria_16S 
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Clostr 
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310195 31168 
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rio. 
265678946 
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265678935 
ence 19135 
occales; M 
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265678921 
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265678830 
ce 34093 
hales; Pis 
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m. 
ref|NR_029222.1 
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les; 
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ence 
ae; Actinomycet 
ref 
uenc 


NR_029186.1 
e 269183 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


ae Sedis; Thermo 


ulfuromonad 
ref|NR_029174.1 
1 288773 Mycopl 


ref|NR_029170.1 

293547 295005 
iaceae; Prosthec 
ref|NR_029159.1 
7 Borrelia 
burgdorferi gro 
ref|NR_029158.1 

311738 313264 


ref|NR_029157.1 
5 314767 Clostr 
Clostridium. 
ref|NR_029146.1 
e 328486 329942 
Clostridiales F 


ref|NR_029135.1 
6 342344 Hydrog 
cirickettsiaceae 


265678829 


japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 


Cryptosporangium. 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Clostridium 
idium proteolyticum 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Methylomonas 
omonas aurantiaca 
Methylomonas. 
Clostridium 
Clostridium 
ostridium. 

Clostridium sporogenes 
idium sporogenes 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Psychroserpens 

Psychroserpens 
iaceae; Psychroserpens. 

Actinomadura cremea 

269132 Actinomadura 
les; 


Thermoanaerobacterium 
270620 


anaerobacterium. 
Geobacter 
Geobacter 

Geobacteraceae; 


Mycoplasma felis 
asma felis Bacteria; 


Prosthecochloris 
Prosthecochloris 
ochloris. 

Borrelia japonica 


japonica Bacteria; 


up. 
Staphylococcus 
Staphylococcus 


Clostridium botulinum 
idium botulinum A 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 


v 


ref|NR_029134.1 
342395 343854 


Cryptosporangium 
Cryptosporangium 


192124 Bacteria_16S 
strain 124-2 16S ribosomal RNA, partial sequence 
Lactobacillales; 
192124 Bacteria_16S 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 
strain YIM 70081 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Firmicutes; 


344708 344679 93 122 


gi 
343 
Lactobacillaceae; 


349172 349139 93 126 gi 


359435 359402 93 126 gi 
16S ribosomal RNA, partial sequence 358 


ococcineae; 
ref 
665 360154 Nesterenkonia 
ococcineae; 


265678828 


265678825 


ref 
905 345423 Lactobacillus 
Lactobacillus. 
ref 


NR_029133.1 


NR_029130.1 


Lactobacillus pentosus 
pentosus Bacteria; 


Agromyces hippuratus 


348412 349877 Agromyces hippuratus Bacteria; 


265678815 


Mi 


crobacteriac 
NR_029120.1 


eae; Agromyces. 
Nesterenkonia lutea 
lutea Bacteria; 


Micrococcaceae; Nesterenkonia. 


192124 Bacteria_16S 360981 360948 93 126 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

192124 Bacteria_16S 368395 368362 93 126 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 


castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomycetaceae; 


Streptomyces. 


omycineae; 


192124 Bacteria_16S 369949 369920 93 122 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


192124 Bacteria_16S 374371 374338 93 126 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

192124 Bacteria_16S 377476 377443 93 126 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


XILO1 16S ribosomal RNA, 


complete sequence 


376697 378215 Agromyces 


ulmi Bacter 


ia; Actinobacteria; 


Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

192124 Bacteria_16S 389674 389641 93 126 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

192124 Bacteria_16S 394357 394324 93 126 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

192124 Bacteria_16S 397357 397324 93 126 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

192124 Bacteria_16S 402017 401984 93 126 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

192124 Bacteria_16S 403552 403519 93 126 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

192124 Bacteria_16S 406652 406619 93 126 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 


strain XILO8 16S ribosomal RNA, complete sequence 


405881 407393 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


Xylanibacterium. 

192124 Bacteria_16S 409708 409675 93 126 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

192124 Bacteria_16S 416164 416127 1 38 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
192124 Bacteria_16S 417561 417528 93 126 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
192124 Bacteria_16S 419055 419026 93 122 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

192124 Bacteria_16S 420566 420533 93 126 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

192124 Bacteria_16S 422107 422074 93 126 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

192124 Bacteria_16S 426814 426781 93 126 gi|265678770|ref|NR_029075.1| Nesterenkonia 


xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 


426041 427535 Nesterenkonia 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 


192124 Bacteria_16S 
halotolerans stra 
halotolerans Bact 


Nesterenkonia. 


192124 Bacteria_16S 
putterlickiae str 


429901 429868 93 126 gi 
in YIM70084 16S ribosomal RNA, partial 


436112 436079 93 126 gi 
ain F18-98 16S ribosomal RNA, partial 


eria; Actinobacteria; Actinobacteridae 


265678768 |ref|NR_029073.1| Nesterenkonia 
sequence 429128 430610 Nesterenkonia 
; Actinomycetales; Micrococcineae; Micrococcaceae; 
265678764|ref|NR_029069.1| Kitasatospora 
sequence 435340 436871 Kitasatospora 


putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

192124 Bacteria_16S 437697 437664 93 126 gi|265678763|ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

192124 Bacteria_16S 437787 437742 4 49 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

192124 Bacteria_16S 453029 452996 93 126 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

192124 Bacteria_16S 454628 454595 93 126 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

192124 Bacteria_16S 460621 460588 93 126 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

192124 Bacteria_16S 460711 460666 4 49 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

192124 Bacteria_16S 462240 462195 4 49 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
192124 Bacteria_16S 466662 466629 93 126 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

192124 Bacteria_16S 469661 469628 93 126 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

192124 Bacteria_16S 472852 472823 93 122 gi|265678736|ref|NR_029041.1| Weissella koreensis 
strain S-5623 16S ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
Firmicutes; Lactobacillales; Weissella. 

192124 Bacteria_16S 485009 484976 93 126 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

192124 Bacteria_16S 486688 486647 1 42 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 489713 489680 93 126 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

192124 Bacteria_16S 491301 491272 93 122 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
strain G-16.1 16S ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

192124 Bacteria_16S 495868 495835 93 126 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

192124 Bacteria_16S 502102 502069 93 126 gi|265678717|ref|NR_029022.1| Bacillus indicus 


strain Sd/3 
Firmicutes; 


192124 Bacteria_16S 


16S r 
Bacil 


coryniformis subs 


Lactobacillaceae; 
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Bacil 
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Lactobacillus. 
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265678711 


sequence 
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1 Bacillus indicus Bacteria; 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Geobacillus debilis 


NR_029016.1 


510382 511906 Geobacillus debilis Bacteria; 


192124 Bacteria_16S 


strain CS1 16S 
Firmicutes; 


Lactobacillales; 
192124 Bacteria_16S 


514180 514151 93 122 
ribosomal RNA, partial sequence 

Lactobacillaceae; Lactobac 
126 gi 


gi 


523377 523344 93 


benzenivorans strain B5 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Pseudonocardia. 


192124 Bacteria_16S 


527962 527933 93 122 


gi 


aerosaccus strain G 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 


192124 Bacteria_16S 
variabile strain 
Firmicutes; 
192124 Bacteria_16S 


Bacteria; 


540128 540099 93 122 gi 
BI 114 16S ribosomal RNA, partial sequ 
Clostridia; Clostridiales; Rumino 
541646 541613 93 126 gi 
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nadales; 


265678709 
513446 51481 


265678703 
ence 52260 
Pseudonocardineae; 


265678700 
52719 


265678692 
ence 53938 
coccaceae; 
265678691 


ref |NR_029014.1 
3 Lactobacillus 


ref|NR_029008.1 
2 524095 Pseudo 
P 


ref|NR_029005.1 
2 528675 Enhydr 
Moraxellaceae; En 
ref|NR_028997.1 
4 540811 Subdol 


ref |NR_028996.1 


Subdoligranulum. 


Lactobacillus rossiae 
rossiae Bacteria; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 

Subdoligranulum 
igranulum variabile 


Staphylococcus 


nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

192124 Bacteria_16S 544771 544726 4 49 gi| 265678689 |ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

192124 Bacteria_16S 550913 550884 93 122 gi|265678685|ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

192124 Bacteria_16S 553879 553846 93 126 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

192124 Bacteria_16S 564649 564616 93 126 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
192124 Bacteria_16S 566165 566132 93 126 gi|265678675|ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

192124 Bacteria_16S 570712 570679 93 126 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

192124 Bacteria_16S 575180 575151 93 122 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

192124 Bacteria_16S 587155 587126 93 Lee, gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

192124 Bacteria_16S 594710 594681 93 122 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

192124 Bacteria_16S 596200 596167 93 126 gi|265678655|ref|NR_028960.1]| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
192124 Bacteria_16S 599015 598982 93 126 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
192124 Bacteria_16S 600545 600512 93 126 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

192124 Bacteria_16S 602134 602101 93 126 gi|265678651|ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

192124 Bacteria_16S 603731 603698 93 126 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

192124 Bacteria_16S 606721 606688 93 126 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

192124 Bacteria_16S 611338 611309 93 122 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

192124 Bacteria_16S 612925 612896 93 122 gi| 265678643 |ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

192124 Bacteria_16S 616100 616059 1 42 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
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192124 Bacteria_16S 619057 619024 93 126 gi|265678639|ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

192124 Bacteria_16S 621998 621965 93 126 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

192124 Bacteria_16S 631127 631094 93 126 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
192124 Bacteria_16S 634166 634137 93 122 gi|265678628|ref|NR_028933.1| Fusobacterium equinum 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

192124 Bacteria_16S 635690 635657 93 126 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

192124 Bacteria_16S 637221 637188 93 126 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

192124 Bacteria_16S 641858 641825 93 126 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

192124 Bacteria_16S 645077 645036 1 42 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 646556 646523 93 126 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

192124 Bacteria_16S 648088 648055 93 126 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

192124 Bacteria_16S 652443 652410 93 126 gi|265678615|ref|NR_028920.1]| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 655407 655378 93 122 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

192124 Bacteria_16S 656868 656835 93 126 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

192124 Bacteria_16S 659918 659889 93 122 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

192124 Bacteria_16S 661451 661418 93 126 gi|265678608|ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

192124 Bacteria_16S 668988 668955 93 126 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

192124 Bacteria_16S 673616 673583 93 126 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

192124 Bacteria_16S 675077 675044 93 126 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
192124 Bacteria_16S 681214 681185 93 122 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

192124 Bacteria_16S 682619 682590 93 122 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

192124 Bacteria_16S 709575 709534 1 42 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
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Kitasatospora 
Kitasatospora 
tomycineae; 


Lewinella persicus 
Lewinella nigricans 
Lewinella cohaerens 
Granulicatella elegans 
Moraxella caviae 
Moraxella ovis strain 
ia; Proteobacteria; 
Moraxella catarrhalis 
Moraxella bovis strain 
ria; Proteobacteria; 
Staphylococcus 

1018386 1019933 
Staphylococcus. 


Streptococcus gordonii 
gordonii Bacteria; 


NR_028659.1 


Micromonospora 


1030633 1032114 Micromonospora 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Micromonospora. 
192124 Bacteria_16S 1032984 1032955 93 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
Lactobacillales; 


satsumensis Bacteria; 
192124 Bacteria_16S 


Firmicutes; 
1034546 1034513 93 


danicus strain DB4 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
192124 Bacteria_16S 
strain IFM 10035 


Bacillales; 
1039181 1039136 4 


192124 Bacteria_16S 1040690 1040645 4 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


192124 Bacteria_16S 1042228 1042183 4 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


192124 Bacteria_16S 
strain IFM 10084 


1043788 1043743 4 


192124 Bacteria_16S 1045344 1045299 4 


strain YZ-96 16S 


192124 Bacteria_16S 
strain LK2-10 16S 


1048326 1048293 93 


Micromonospora. 


192124 Bacteria_16S 1049903 1049870 93 


lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteri 


192124 Bacteria_16S 
insulare strain K 
Bacteria; 
192124 Bacteria_16S 


1051406 1051373 93 


1052920 1052875 4 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


192124 Bacteria_16S 1055848 1055815 93 


ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 
Bacillales; 


ryukyuensis Bacteria; 
192124 Bacteria_16S 

japonensis strain 
Bacteria; Bacteroidetes; 
192124 Bacteria_16S 1072434 1072401 93 
vladivostokensis 
vladivostokensis 
Vitellibacter. 

192124 Bacteria_16S 
strain YLM-32 16S 


Firmicutes; 
1061940 1061907 93 


Bacteria; 


1076750 1076717 93 


192124 Bacteria_16S 1082792 1082763 93 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillaceae; 


Firmicutes; Lactobacillales; 
192124 Bacteria_16S 1091987 1091958 93 
strain M 6 A9 16S 
Firmicutes; Lactobacillales; 
192124 Bacteria_16S 1103933 1103904 93 
strain D2-18 16S ribosomal RNA, 
Firmicutes; Clostridia; 
192124 Bacteria_16S 

strain I-132 16S 


Clostridiales; 
1114608 1114575 93 
ribosomal RNA, 


192124 Bacteria_16S 1116134 1116101 93 
strain I-273 16S ribosomal RNA, 


192124 Bacteria_16S 1120666 1120637 93 


dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 


2CP-1 Bacteria; Proteobacteria; 
Anaeromyxobacter. 


192124 Bacteria_16S 1125283 1125250 93 


strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 11259 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 
192124 Bacteria_16S 1132733 1132700 93 


sanguinis strain CF63 16S ribosomal RNA, partial sequence 


Paenibacillaceae; Aneurinibacil 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


758 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


strain KMM 3516 16S ribosomal RNA, partial seque 


Bacteroidetes; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


partial sequence 
Clostridiales Family XIII. 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Deltaproteobacteria; Myxococcales 


122 265678356 


sequence 


gi 


126 265678355 


10337 


gi 


49 gi| 265678352 


49 gi| 265678351 


49 gi| 265678350 


49 gi| 265678349 


49 gi| 265678348 
1044481 10459 
Corynebacterin 
gi| 265678346 
1047573 10490 


Micromonospori 


126 


126 gi| 265678345 


126 265678343 


10506 


gi 


49 gi| 265678342 


126 gi| 265678340 
Bacillaceae; Parali 
126 gi| 265678336 
10611 
Sphingobacteriales; Chi 

126 gi| 265678329 


Flavobacteria; Flavobac 


126 gi| 265678325 
1075986 10774 
122 gi| 265678321 
Lactobacillus. 

122 gi| 265678315 
1091188 10926 
Lactobacillus. 

122 gi| 265678306 
1103152 11046 
126 gi| 265678299 
1113840 11153 
126 gi| 265678298 
1115364 11168 


122 228716127 


11198 


gi 


126 gi| 224581403 


Cryomorphaceae; C 


Lactobacillaceae; 


ref|NR_028658.1 


ref|NR_028657.1 


lus 
ref 


group; 
NR_028654.1 


ref|NR_028653.1 


ref |NR_028652.1 
eae; 
ref |NR_028651.1 
eae; 
ref|NR_028650.1 
eae; 
ref 


NR_028648.1 
neae; 


ref |NR_028647.1 

1049100 105058 
aceae; 
ref |NR_028645.1 


ref |NR_028644.1 
eae; 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028638.1 


tinophagaceae; 
ref |NR_028631.1 
nce 107168 
teriales; 


ref |NR_028627.1 


ref |NR_028623.1 
61 Lactobacillus 


ref|NR_028617.1 
88 Lactobacillus 


ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_028600.1 


Kineosporiace 
ref|NR_028599.1 


Kineosporiace 
ref|NR_027547.1 
56 1121404 Anaero 
; Cystobacterine 
ref|NR_027184.1 


ryomorpha. 


126 gi| 253680768 


ref|NR_028016.1 


Lactobacillus 


1032165 1033720 Lactobacillus 
Lactobacillus. 


Aneurinibacillus 


71 1035187 Aneurinibacillus danicus 
Aneurinibacillus. 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 
Micromonosporaceae; 


Balnearium 
0 Balnearium 


Balnearium. 


Marinospirillum 


31 1052062 Marinospirillum insulare 
Marinospirillum. 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Paraliobacillus 
2 Paraliobacillus 


Chitinophaga 


67 1062648 Chitinophaga japonensis 
Chitinophaga. 


Vitellibacter 
71073086 Vitellibacter 


Flavobacteriaceae; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 
; Rarobacteraceae; 


Rarobacter. 
Lactobacillus 
equi Bacteria; 


equi 


Lactobacillus algidus 
algidus Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
Kineosporiineae; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
Kineosporiineae; 


ae; Kineosporia. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Brevibacterium 


1131955 1133449 Brevibacterium sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


192124 Bacteria_16S 


sphenisci strain 


sphenisci Bacteri 
Corynebacteriacea 
192124 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; 


CMS 
Actinobacteridae; 


CMS 76r 16S ribos 
Actinobacteridae; 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


192124 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


192124 Bacteria_16S 


strain MBIC3157 1 
Proteobacteria; 


iheyensis HTE831 
Bacteria; Firmicu 


192124 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


192124 Bacteria_16S 


multipartita DSM 


44233 Bacteria; Actinobacteria; 


Nakamurella. 


192124 Bacteria_16S 


multipartita DSM 


44233 Bacteria; Actinobacteria; 


Nakamurella. 


192124 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


192124 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


192124 Bacteria_16S 


stercorihominis D 
stercorihominis D 


192124 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
192124 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


192124 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


192124 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


192124 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


192124 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


G 
192124 Bacteria_16S 


1134306 1134261 4 
CECT 59 
a; 
e; Corynebacterium. 
1135814 1135773 1 


bosomal 


1137247 1137214 93 
mal RNA, 


1138798 1138765 93 


1140340 1140311 93 


ria; Proteobacteria; 
1149434 1149405 93 
ribosomal RNA, 
Deferribacterales; 
1153926 1153885 1 


1155397 1155364 93 
tes; Bacillales; 
1159946 1159913 93 
71 16S 
Firmicutes; Clostridia; 
1161487 1161454 93 

44233 1 


1161578 1161533 4 
44233 1 


1169045 1169012 93 
1293 16 
pirochaetes; 
1173688 1173655 93 
16S ribosomal 
cteroidetes; 
1182731 1182698 93 
SM 1724 
SM 1724 
1194799 1194766 93 
53 16S 
a; Firmicutes; 


4 Bacteria; 


1196352 1196323 93 


eferribacteres; 
1208481 1208448 93 


acteria; 


1211497 1211468 93 
rain Slthf2 16S 


cteria; Proteobacteria; 


1212974 1212945 93 


ribosomal RNA, partial 


1214467 1214438 93 


1215947 1215918 93 


complete sequence 
Actinomycetales; Micrococcineae; Micr 
192124 Bacteria_16S 


RNA, partial 
Flavobacteria; 


4 16S ribosomal RNA, 
Firmicutes; 


49 


42 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
192124 Bacteria_16S 
81 16S riboso 


126 


126 


122 


122 


partial sequence 
Deferribacteraceae; 


42 


126 


126 


gi 


90 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


gi 


complete se 
Gammaproteobacter 


gi 


gi 


gi 


Oceanoba 


gi 


ribosomal RNA, partial sequence 


Clostridiales 


126 


49 


Deferribacterales; 


osomal RNA, partial sequence 
Coriobacteridae; 


122 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
192124 Bacteria_16S 


122 


gi 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actin 


gi 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actin 


S ribosomal RNA, partial sequen 
Spirochaetales; 


ribosomal RNA, partial sequence 
Clostridia; 


2809 16S ribosomal RNA, partial sequen 


ammaproteobacteria; Oceanospirillales; 


gi|224581436|ref|NR_027218.1 
1213697 12151 
Halomonadaceae; Halomonas. 


gi 


v 


253680767 
equence 


253680766 
1134932 11363 
onaceae; 
253680765 
1136447 1137959 Leifsonia 
obacteriaceae; 
253680764 
omal RNA, complete sequence 1138010 1139535 Leifsonia 
Actinomycetales; Micrococcineae; Micr 
192124 Bacteria_16S 
n E1L3A 16S ribosomal RNA, 


obacteriaceae; 
253680763 
quence 

ia; 


253680757 
1148654 11501 


253680 
6S ribosomal RNA, partial sequence 1153118 11545 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
253680 
16S ribosomal RNA, partial sequence 1154576 11561 
Bacillaceae; cillus. 


228721 


228721 
nce 
omycetales; 


228721 


nce 
omycetales; Frankineae; Na 


224581404 


ref 
i 


NR_028015.1 
133500 113488 
Corynebact 
ref|NR_028014.1 
Vibrio. 
ref|NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
ref|NR_028011.1 

1139586 114102 
sphaerales; Sali 


ref 


Salini 


ref|NR_028005.1 
Geovibrio. 
754|ref|NR_028002.1 
Photobacterium. 
753|ref|NR_028001.1 


485|ref|NR_027608.1 

1159166 1160688 Desulf 
Peptococcaceae; Desulfot 
225|ref|NR_027604.1 
1160739 1162206 Nakamu 
Frankineae; Na 


225 
11607 


ref|NR_027604.1 
39 1162206 Nakamu 


126 gi| 228719827 |ref|NR_027585.1 
ce 1168243 1169775 Spiroc 
Spirochaetaceae; Spirochaeta. 

126 gi|228719222|ref|NR_027581.1 
sequence 1172900 1174354 Capnoc 
Flavobacteriales; Flavobacteriaceae; 

126 gi|228717350|ref|NR_027562.1 
partial sequence 1181973 118343 
Clostridia; Clostridiales; Eubact 

126 gi|228715634|ref|NR_027536.1 
1194029 1195514 Carbox 
Thermoanaerobacterales; Thermoanaerob 
122 gi|228715574|ref|NR_027535.1 

ce 1195565 1197080 Denitr 
Deferribacteraceae; Denitrovi 

126 gi|228715352|ref|NR_027524.1 

1207714 12091 

Coriobacteriales; Coriobacterineae; Co 
122 gi|224581438|ref|NR_027220.1 
ribosomal RNA, partial sequence 1210750 121215 

Gammaproteobacteria; Oceanospirillales; 
122 gi|224581437|ref|NR_027219.1 

sequence 1212209 12136 

Halomonadaceae; Halomonas. 


Corynebacterium 
1 Corynebacterium 
erineae; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Salinisphaera 
5 Salinisphaera 


nisphaeraceae; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Spirochaeta 
haeta smaragdinae DSM 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 
Halomonas 
8 Halomonas 


Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


ref |NR_027185.1 


Halomonas sulfidaeris 


strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas 


192124 Bacteria_16S 1217445 1217412 93 126 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

192124 Bacteria_16S 1221917 1221884 93 126 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

192124 Bacteria_16S 1223444 1223411 93 126 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

192124 Bacteria_16S 1224955 1224922 93 126 gi|219878314|ref|NR_025453.1]| Streptococcus 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

192124 Bacteria_16S 1226467 1226434 93 126 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

192124 Bacteria_16S 1234096 1234063 93 126 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

192124 Bacteria_16S 1241803 1241768 4 39 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

192124 Bacteria_16S 1246213 1246180 93 126 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
192124 Bacteria_16S 1246304 1246259 4 49 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
192124 Bacteria_16S 1249242 1249209 93 126 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

192124 Bacteria_16S 1258255 12582141 42 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 1261156 1261123 93 126 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

192124 Bacteria_16S 1264141 1264108 93 126 gi|219846655|ref|NR_026247.1| Treponema 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 1263357 1264835 Treponema 
lecithinolyticum Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

192124 Bacteria_16S 1265651 1265618 93 126 gi|219846539|ref|NR_026131.1] Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

192124 Bacteria_16S 1268768 1268735 93 126 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 

192124 Bacteria_16S 1273277 1273244 93 126 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

192124 Bacteria_16S 1274699 1274666 93 126 gi|219846219|ref|NR_025809.1| Sejongia antarctica 
strain AT1013 16S ribosomal RNA, partial sequence 1273959 1275312 Sejongia antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

192124 Bacteria_16S 1276133 1276104 93 122 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
192124 Bacteria_16S 1280576 1280543 93 126 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

192124 Bacteria_16S 1280666 1280621 4 49 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

192124 Bacteria_16S 1285121 1285088 93 126 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

192124 Bacteria_16S 1286678 1286645 93 126 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 


halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 


1285891 128739 


6 Jeotgalicoccus 


192124 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


192124 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


192124 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


192124 Bacteria_16S 


strain NCIMB 7030 


1288271 1288242 93 122 


gi 
Weissella. 

1294269 1294236 93 126 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 
1297180 1297147 93 126 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1298681 1298648 93 126 gi 
55 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


strain LM 161 16S 


1300227 1300182 4 49 
ribosomal RNA, complete sequence 


gi 


219846052 


1287447 1289004 Weiss 


228715348 
sequence 
lococcus. 

219857534 


1296399 12978 


219846893 
12979 
ococcineae 

219846779 


1299363 13008 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
192124 Bacteria_16S 1315453 1315420 93 126 gi| 228716557 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ba 
192124 Bacteria_16S 1317000 1316967 93 126 gi|228715851 
str. Twist 16S ribosomal RNA, partial sequence 1316224 13177 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 1318564 1318531 93 126 gi| 228715349 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, part 


subsp. urealyticu 
capitis subsp. ur 


192124 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


192124 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


192124 Bacteria_16S 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


192124 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


192124 Bacteria_16S 


obscurus DSM 4316 


Staphylococcus schleiferi subsp. 
192124 Bacteria_16S 


1320106 1320073 93 126 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1321648 1321615 93 126 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 
1327803 1327774 93 122 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1333919 1333886 93 126 gi 


acteria; Actinobacteridae; Actinomycet 
1336926 1336893 93 126 gi 
ain BS107 16S ribosomal RNA, partial s 


07 Bacteria; Proteobacteria; Alphaprot 


1344621 1344588 93 126 gi 
0 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


192124 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


192124 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


192124 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


192124 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


192124 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


192124 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


192124 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


192124 Bacteria_16S 


cynodontis JCM 97 


1346240 1346195 4 49 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1349221 1349188 93 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


126 gi 


1355294 1355265 93 122 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


1358229 1358200 93 122 


gi 


rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1361223 1361190 93 126 gi 


10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

1374894 1374861 93 
1 RNA, partial sequence 
avobacteriales; Flavobacteriaceae; Kor 
1397410 1397373 1 38 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


v 


126 gi 


1401866 1401833 93 126 gi 
33 16S ribosomal RNA, partial sequence 


coagulans Bacteria; 


6S ribosomal RNA, partial sequence 13331481 


1374101 1375614 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
219846129 
rtial sequ 
ales; Lact 
228721490 
3346 
Micr 


ales; 


228721486 
equence 
eobacteria 


228721038 
13438 
omycetales 


228720938 
ence 13453 


mycetales; 


228720600 


1348448 13499 


ales; Micr 
228720264 
artial seq 
mmaproteob 


228720055 
tial seque 
acteriales 
228719712 
ence 13604 
idimicrobi 


228717906 
Kordi 
dia. 
228715764 
uence 


bacteria; 


228715351 


ref 
ella 


ref 


ref 


ref 


, Br 
ref 


inea 
ref 


cill 
ref 


ococ 
ref 
ial 


Firmicutes; 


ref 
uenc 
hylo 
ref 
quen 
loco 
ref 
ence 
obac 
ref 


Oococ 


ref 


’ 


Rh 


ref 


¢: EE: 
ref 
Mic 
ref 
ococ 
ref 
uenc 
acte 
ref 
nce 
; Fu 
ref 


ales 


ref 
aal 


ref 


Rhiz 


1293463 12949 


19 1299312 Brevi 


1314657 13161 


32 Beutenbergia 


1336206 13375 


50 1345331 Geode 


82 1346861 Brach 


42 Sanguibacter 


NR_025642.1 
soli Bacter 


NR_027520.1 
5 


NR_025122.1 


NR_026485.1 
b 
evibacteriac 
NR_026371.1 


e; Nocardioi 
NR_027552.1 
7 
us. 
NR_027540.1 


cineae; Trop 
NR_027521.1 
sequence 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
ccus. 
NR_025719.1 

132699 
illaceae; La 
NR_027613.1 


cineae; Beut 
NR_027609.1 
8 
odobacterale 
NR_027601.1 
rv 
ankineae; Ge 
NR_027599.1 
y 


rococcineae; 


NR_027595.1 


cineae; Sang 
NR_027590.1 
e 135446 


ria; Vibrion 


NR_027588.1 
135754 

sobacteriace 

NR_027584.1 


; Acidimicro 


NR_027568.1 
gicida OT-1 


NR_027539.1 


1396599 139803 


obiales; Met 


ref 


NR_027523.1 


Bacillales; 


Weissella soli strain 
ia; Firmicutes; 


Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Bacillus subtilis 
3 Bacillus subtilis 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 

Staphylococcus 

1317758 1319249 
Staphylococcus. 

Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Brachybacterium 
bacterium faecium DSM 


Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 


bineae; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Leifsonia xyli subsp. 


1401111 1402554 Leifsonia xyli subsp. 


cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; 
glauca strain K62 


Saccharomonospora. 


192124 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Leifsonia. 
192124 Bacteria_16S 


1416855 1416822 93 


1421425 1421392 93 


Micrococcaceae; Arthrobacter. 


192124 Bacteria_16S 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 14222 


1423003 1422974 93 


126 


16S ribosomal RNA, partial sequence 14160 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


126 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Act 


122 


gi|224581447 


gi|224581444 


gi|224581443 


ref|NR_027229.1| Saccharomonospora 
93 1417582 Saccharomonospora glauca 
donocardineae; Pseudonocardiaceae; 


ref|NR_027226.1] Arthrobacter 
1420664 1422164 Arthrobacter 
inomycetales; Micrococcineae; 


ref|NR_027225.1] Psychrobacter 
15 1423690 Psychrobacter maritimus 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


192124 Bacteria_16S 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 14314 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
192124 Bacteria_16S 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 14315 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 
192124 Bacteria_16S 


1430753 1430724 93 


1432307 1432274 93 


1433839 1433806 93 


122 


126 


126 


strain GD521 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Staphylococcus. 


192124 Bacteria_16S 
SH714 16S ribosomal RNA, partial sequence 14407 
Bacillales; Bacillaceae; 


milosensis strain 


Bacteria; Firmicutes; 
192124 Bacteria_16S 

strain R7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
192124 Bacteria_16S 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 14469 


Bacteria; Firmicutes; Clostridia; Clostridiales; 


Mogibacterium. 


192124 Bacteria_16S 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 14484 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Promicromonospora. 


192124 Bacteria_16S 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomy 


1441582 1441549 93 


1446163 1446134 93 


1447719 1447690 93 


1449213 1449180 93 


1450751 1450706 4 


Corynebacteriaceae; Corynebacterium. 


192124 Bacteria_16S 
endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 


1452127 1452094 93 


Micromonosporaceae; Micromonospora. 


192124 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


1453658 1453625 93 


Micrococcaceae; Arthrobacter. 


192124 Bacteria_16S 
strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
192124 Bacteria_16S 


1461074 1461041 93 


1464188 1464159 93 


126 


122 


122 


126 


49 


126 


126 


strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Act 


126 


122 


strain HM-7 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 
192124 Bacteria_16S 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 


pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseud 


Psychrobacter. 


192124 Bacteria_16S 2 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
192124 Bacteria_16S 


Streptomycetaceae; 


1470260 1470231 93 


1474666 1474633 93 


1479360 1479327 93 


122 


126 


subsp. sciuri strain DSM 20345 16S ribosomal RNA, 


subsp. sciuri Bacteria; Firmicutes; Bacillales; 
192124 Bacteria_16S 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial 
nucleatum subsp. vincentii ATCC 49256 Bacteria; 


Fusobacterium. 


192124 Bacteria_16S 


1482455 1482426 93 


1483936 1483907 93 


126 gi| 219878381 

complete sequen 
Staphylococcus. 

122 gi|219878151 


122 


strain SW32 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 


Filobacillus. 


Clostridiales Fa 


Fusobacteria; Fus 


gi]224581435 
gi|224581434 
gi|224581433 
1433051 14345 
gi]224581427 
gi]224581423 


1445391 14468 


gi| 224581422 


gi| 224581421 


gi|224581420 


gi] 224581419 


gi|224581418 


gi|224581412 
1460297 14618 


gi|224581410 
1463419 14648 


gi|224581406 


gi|219878476 


Actinomy 


ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_027216.1| Leptospirillum 

17 1433000 Leptospirillum ferrooxidans 
lum. 
ref|NR_027215.1| Staphylococcus felis 
25 Staphylococcus felis Bacteria; 


ref|NR_027209.1| Filobacillus 
88 1442278 Filobacillus milosensis 


ref|NR_027204.1| Psychrobacter arenosus 
81 Psychrobacter arenosus Bacteria; 

ae; Psychrobacter. 

ref|NR_027203.1| Mogibacterium 

32 1448409 Mogibacterium neglectum 

mily XIII. Incertae Sedis; 


ref|NR_027202.1| Promicromonospora 
60 1449852 Promicromonospora aerolata 
ococcineae; Promicromonosporaceae; 


ref|NR_027201.1| Corynebacterium 
1449903 1451316 Corynebacterium 
cetales; Corynebacterineae; 


ref|NR_027200.1| Micromonospora 
1451367 1452843 Micromonospora 
etales; Micromonosporineae; 


ref|NR_027199.1] Arthrobacter 
1452894 1454381 Arthrobacter 
inomycetales; Micrococcineae; 


ref|NR_027193.1| Kocuria carniphila 
11 Kocuria carniphila Bacteria; 
; Micrococcaceae; Kocuria. 
ref|NR_027191.1| Mogibacterium diversum 
73 Mogibacterium diversum Bacteria; 
Incertae Sedis; Mogibacterium. 
ref|NR_027187.1] Psychrobacter 

1469465 1470990 Psychrobacter 
omonadales; Moraxellaceae; 


ref|NR_025615.1| Streptomyces albus 
1473916 1475414 Streptomyces albus 
cetales; Streptomycineae; 


ref|NR_025520.1| Staphylococcus sciuri 
ce 1478573 1480100 Staphylococcus sciuri 


ref|NR_025290.1| Fusobacterium 
sequence 1481703 1483108 Fusobacterium 
obacteriales; Fusobacteriaceae; 


gi| 219857506 
1483159 14846 


ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 


192124 Bacteria_16S 
rimosus st 
rimosus Ba 
Streptomycetaceae 
192124 Bacteria_16S 


subsp. 
subsp. 


caeruleus subsp. 


Actinomycetales; 


192124 Bacteria_16S 
51271 16S ribosomal RNA, 
Clost 
192124 Bacteria_16S 


Firmicutes; 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacter 
192124 Bacteria_16S 
elongata s 
e 


subsp. 
elongata subsp. 
Neisseria. 


192124 Bacteria_16S 
phosphitoxidans s 
phosphitoxidans B 


Desulfotignum. 


192124 Bacteria_16S 
matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 
192124 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
192124 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
192124 Bacteria_16S 
paranensis strain 
paranensis Bacter 
Streptomycetaceae 
192124 Bacteria_16S 
terrestris strain 
terrestris Bacter 
Streptomycetaceae 
192124 Bacteria_16S 
gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 
192124 Bacteria_16S 
pretoriensis stra 
pretoriensis Bact 


Pseudonocardiacea 


192124 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


192124 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


192124 Bacteria_16S 


strain DSM 40258 


tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 


192124 Bacteria_16S 


subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 


1488499 1488466 93 126 gi 
rain JCM 4667 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1494509 1494476 93 


, 


126 gi 


Micromonosporineae; Micromonosporaceae; 


1499037 1499008 93 122 gi 
complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1501931 1501898 93 126 gi 
16S ribosomal RNA, complete sequence 
oc 
1504975 1504946 93 122 gi 
164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1507961 1507932 93 122 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


1516963 1516930 81 114 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


s 


1532129 1532096 93 126 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 

1539756 1539723 93 126 gi 
38 16S ribosomal RNA, partial sequence 


ti 
e; 


do 
1539847 1539802 4 49 gi 
38 16S ribosomal RNA, partial sequence 
do 
1556309 1556276 93 126 gi 
HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

1557803 1557770 93 126 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1559297 1559264 93 126 gi 
HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
1563719 1563686 93 
in NRRL B-2 
eria; Actin 
e; Amycolat 


Ac 


’ 


eq 
Ac 


’ 


eq 
Ac 


, 
126 gi 
4133 16S ribosomal RNA, par 
obacteria; Actinobacteridae 
opsis. 

1563810 1563765 4 
in NRRL B-2 
eria; Actin 
e; Amycolat 


Ca 


, 


49 gi 
4133 16S ribosomal RNA, par 
obacteria; Actinobacteridae 
opsis. 

1586517 1586484 93 
osomal RNA, partial sequence 
laceae; Bacillus. 

1589593 1589560 93 


ti 


v 


126 gi 


126 gi 
Stre 
1591141 1591108 93 126 gi 
in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1592689 1592656 93 126 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 


pt 
1 
7 


, 


192124 Bacteria_16S 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


219857134 
et 
ae 


219846703 
caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
219846656 
1498269 1499735 Caton 


Cc 
219846604 


219846440 
ue 
le 

219846303 
mp 
pr 
219873435 
ct 


219857427 


219857376 


219857376 


219846194 
eq 


219846193 


219846192 


219846103 


219846103 


219878487 
1585730 15872 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


192124 Bacteria_16S 219878484 


219878483 


ref 
e sequen 
Actino: 


: mycetales; 
ref 


RNA, partial sequence 
lane 
ref 
ella 


ref 


Couchiop Ss. 

morbi ATCC 
atonella 
NR_026196.1 
15011 
occineae 


; Micrococcacea 
ref|NR_026031.1 

1504208 15055 
teriaceae; Euba 
ref|NR_025893.1 
uence 


eria; 


nce 


s; Eubac 


lete seq 
oteobact 
ref|NR_025194.1 
equence 
eria; Desulf 
ref 
al sequence 
Actinomycet 


NR_025015.1 
153.13 

ales; Micro 
ref|NR_024964.1 
86 1540484 Cross 
eae; Pseudonoca 
ref|NR_024964.1 
86 1540484 Cross 
eae; Pseudonoca 
ref|NR_025784.1 
1555586 15570 
tales; 


15389 
nocardin 


15389 
nocardin 


uence 
tinomyce 


ref|NR_025783.1 
1557082 15585 
tales; 


uence 
tinomyce 


ref|NR_025782.1 
1558576 15600 
tales; 


uence 
tinomyce 


ref 
nce 
ceta 


NR_025693.1 
15629 
Pseudo 


al se 
Actin 


que 


omy les; 


ref 
nce 
ceta 


NR_025693.1 
15629 
Pseudo 


al seque 
Actinomy les; 
ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025624.1 
40 Streptomyces 
e; Streptomycet 
ref|NR_025623.1 


omycinea 


sequence 


Actinomycetales; 
ref 

sequ 
erid 


NR_025622.1 
partial ence 


tinobact 


1594235 1594202 93 126 gi 


Streptomyces. 


v 


219878482 


ref|NR_025621.1 


NR_024762.1 
ce 1487741 148922 
Strep 


NR_026295.1 


NR_026248.1 


62 1502633 Sinomo 
e 


5 
c 


150715 
Neisserial 


1516159 151759 
obacterales; 


5 
monosporineae; 


i 
xr 


i 
r 
3 
Streptomy 


2 
Streptomy 


0 
Streptomy 


6 
n 


6 
n 


a 
1590391 159188 
Strepto 


159193 
ae; Actinomy 


Streptomyces rimosus 
5 Streptomyces rimosus 
tomycineae; 


Couchioplanes 
1493762 1495216 


Catonella morbi ATCC 
51271 Bacteria; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


’ 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Micromonospora 
9 1532864 Micromonospora 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 

Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Kitasatospora 

1 Kitasatospora 

cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Streptomyces catenulae 
catenulae Bacteria; 
ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 


1593485 1594981 Streptomyces 
Streptomycineae; 


192124 Bacteria_16S 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 


192124 Bacteria_16S 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


192124 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 


Streptomycineae; 


192124 Bacteria_16S 


picturae strain L 
picturae Bacteria 
Brevibacterium. 


192124 Bacteria_16S 


strain DSM 12798 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


192124 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


192124 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


192124 Bacteria_16S 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibri 


Gammaproteobacter 


192124 Bacteria_16S 


strain 75-80 16S 
Proteobacteria; G 


192124 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


192124 Bacteria_16S 


aridum subsp. lar 


Actinomycetales; 


192124 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
192124 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
192124 Bacteria_16S 


strain R2014 16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


192124 Bacteria_16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


192124 Bacteria_16S 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 


Kibdelosporangium aridum subsp. 


1595782 1595749 93 126 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1597330 1597297 93 


2 
1 
; 


’ 


126 gi 
Stre 
1598878 1598845 93 126 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1600426 1600393 93 


pt 


Pp 
te 


v 


126 gi 
Stre 
1601974 1601941 93 126 gi 
oticus strain DSM 43156 16S ribosomal 


pt 


RN. 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


Streptomycetaceae; Streptomyces. 
1603540 1603507 93 126 gi 
MG 22061 16S ribosomal RNA, partial se 


; Actinobacteria; Actinobacteridae; Ac 


qu 
tL 
1605079 1605046 93 126 gi 
oc 
1606620 1606587 93 126 gi 
in Rel17 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


qu 


, 


1626131 1626098 93 126 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Arsenicicoccus. 

1651973 1651940 93 126 gi 
s strain LMG 17892 16S ribosomal RNA, 

s Bacteria; Firmicutes; Bacillales; Ba 
1658206 1658165 1 42 gi 


s 
Ac 


pa 
ci 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1659761 1659720 1 42 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1662728 1662695 93 126 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1664268 1664235 93 126 gi 
gum strain SKF-AAD-609 16S ribosomal R 


on 


s 
e; 


Pseudonocardineae; Pseudonocardiaceae; K 
1665792 1665759 93 126 gi 
761-7 16S ribosomal RNA, partial seque 


acteria; Actinobacteridae; Actinomycet 


nc 
al 


1665883 1665838 4 49 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


1668871 1668838 93 126 
ribosomal RNA, partial sequence 


gi 


no 
1673362 1673329 93 126 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1673452 1673407 4 49 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 
1676384 1676351 93 


al 


al 
ae 


126 gi 


19878481 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 


192124 Bacteria_16S 219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


192124 Bacteria_16S 219878477 


219878475 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 219878472 


219878459 


219878441 
219878436 
219878435 


1658880 16603 


219878433 


219878432 
NA, partia 
largum Bacteria; Actinobacteria; Actinobacteridae; 


219878431 


219878431 


219878429 
1668114 16695 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
192124 Bacteria_16S 219878426 
ae; 


219878426 


219878424 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto 


sequence 
Actinomy 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
artial sequence 159812 
ridae; Actinomycetales; 


omycinea 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


omycinea 


A, parti 


v 


ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


ence 
nomyceta 


ref|NR_025613.1 
05 Arthrobacter 
; Micrococcaceae 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


occineae 


ence 
Actinomy 


ref|NR_025598.1 
1625384 162685 
tales; Micrococc 


equence 
tinomyce 


ref 
quen 
Bac 
ref 
o fo 


NR_025580.1 
ce 165119 
illus. 
NR_025575.1 
rtis Bacteri 


rtial se 
llaceae; 


ref|NR_025574.1 
rimontia. 
ref|NR_025572.1 
equence 1661967 166345 
Actinomycetales; Pseudo 


aceae; G 


ref 
1 se 


NR_025571.1 
quence 
ibdelosporangium. 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


16650 
Pseu 


e 
es; 


ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


16650 
Pseu 


e 
es; 


ref|NR_025568.1 


; Actinomycetace 
ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseud 


mycineae 


sequenc 
; Actino 
ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseud 


sequenc 
Actino: 


’ 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Arthrobacter mysorens 


mysorens Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Arsenicicoccus 
0 Arsenicicoccus 


ineae; 


Bacillus 
2 1652677 Bacillus 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Kibdelosporangium 
osporangium albatum 


seudonocardiaceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Amycolatopsis 

6 Amycolatopsis 

onocardineae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


ref|NR_025563.1 


Amycolatopsis 
1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


192124 Bacteria_16S 
keratiniphila sub 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


192124 Bacteria_16S 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
192124 Bacteria_16S 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
192124 Bacteria_16S 


strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 


192124 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


192124 Bacteria_16S 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
192124 Bacteria_16S 1697835 1697802 93 126 gi| 219878409 |ref|NR_025548.1 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

192124 Bacteria_16S 1699477 1699436 1 42 gi|219878408|ref|NR_025547.1 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacte 


Gammaproteobacter 


192124 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; 


Bacteria; Actinob 
Corynebacterium. 


192124 Bacteria_16S 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


192124 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


192124 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 


R 
192124 Bacteria_16S 
atypicum strain R 


1676474 1676429 4 49 gi 


sp. nogabecina strain DSM 44586 16S ribo 


219878424 


ref 
A, Pp 


NR_025563.1 


somal RN artial seque 


Amycolatopsis 


nce 1675626 1677096 


Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
1677901 1677868 93 126 gi|219878423|ref|NR_025562.1| Amycolatopsis 
n DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
1677991 1677946 4 49 gi|219878423|ref|NR_025562.1| Amycolatopsis 
n DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
1679422 1679389 93 126 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
1679512 1679467 4 49 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
1682519 1682486 93 126 gi|219878420|ref|NR_025559.1| Actinomyces oricola 


ribosomal RNA, partial sequence 


ia; Vibrionales; Vibrionaceae; Vibrio. 


192124 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


192124 Bacteria_16S 


strain NF23 16S r 
Proteobacteria; G 


192124 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


192124 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


192124 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


192124 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


1681727 16832 


192124 Bacteria_16S 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Microbacterium 

acterium paraoxydans 

obacteriaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


1705513 1705480 93 126 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
ibosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
ubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

1710072 1710039 93 126 gi|219878401|ref|NR_025540.1| Corynebacterium 
2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

1714614 1714581 93 126 gi|219878398|ref|NR_025537.1| Sphingobacterium 
M 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
1716148 1716115 93 126 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

1719224 1719191 93 126 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
bosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

1722285 1722256 93 122 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
ibosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

1723826 1723797 93 122 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
ibosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

1735901 1735868 93 126 gi|219878384|ref|NR_025523.1| Actinomyces 
ain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

1738946 1738913 93 126 gi|219878382|ref|NR_025521.1]| Actinomyces 
in CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

1746625 1746592 93 126 gi|219878376|ref|NR_025515.1| Actinomadura 
n HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

1755797 1755768 93 122 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
6S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1760450 1760405 4 49 gi|219878365|ref|NR_025504.1| Brachybacterium 


1759669 176107 


3 Brachybacterium 


sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 


Brachybacterium. 


192124 Bacteria_16S 1761971 1761926 4 49 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
192124 Bacteria_16S 1766340 1766311 93 122 gi|219878360|ref|NR_025499.1| Alkalilimnicola 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
192124 Bacteria_16S 1767824 1767795 93 122 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 
192124 Bacteria_16S 1776911 1776870 1 42 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
192124 Bacteria_16S 1781439 1781406 93 126 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 
192124 Bacteria_16S 1782934 1782905 97 126 gi|219878348|ref|NR_025487.1| Sneathia sanguinegens 
strain CCUG 41628 16S ribosomal RNA, partial sequence 1782175 1783536 Sneathia sanguinegens 
Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Sneathia. 
192124 Bacteria_16S 1784364 1784335 93 122 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
192124 Bacteria_16S 1785896 1785863 93 126 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
192124 Bacteria_16S 1787408 1787379 93 122 gi| 219878344 |ref|NR_025483.1| Halorhodospira 
neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 1786631 1787986 Halorhodospira 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Halorhodospira. 
192124 Bacteria_16S 1788794 1788761 93 126 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 
192124 Bacteria_16S 1790372 1790339 93 126 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
192124 Bacteria_16S 1792019 1791978 1 42 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
192124 Bacteria_16S 1793493 1793452 1 42 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
192124 Bacteria_16S 1795048 1795007 1 42 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
192124 Bacteria_16S 1796533 1796492 1 42 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
192124 Bacteria_16S 1798087 1798046 1 42 gi|219878337|ref|NR_025476.1| Vibrio neptunius 
strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
192124 Bacteria_16S 1799485 1799452 93 126 gi| 219878336 |ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
192124 Bacteria_16S 1804143 1804110 93 126 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
192124 Bacteria_16S 1805677 1805644 93 126 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 
192124 Bacteria_16S 1811796 1811763 93 126 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
192124 Bacteria_16S 1816407 1816374 93 126 gi|219878325|ref|NR_025464.1| Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Kibdelosporangiu 


m. 


192124 Bacteria_16S 


strain P 297/02 1 


herbarum strain P 
herbarum Bacteria 
Curtobacterium. 


192124 Bacteria_16S 


strain P 229/10 1 


strain DSM 10404 
Bacteria; Firmicu 


192124 Bacteria_16S 


marincola strain 
marincola Bacteri 


192124 Bacteria_16S 


submarinus strain 
submarinus Bacter 


192124 Bacteria_16S 


molinativorax str 
molinativorax Bac 
Microbacteriaceae 


192124 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


192124 Bacteria_16S 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


192124 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


192124 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


192124 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


192124 Bacteria_16S 


strain IMSNU 2200 
Actinobacteria; A 


192124 Bacteria_16S 


halophila strain 
halophila Bacteri 
Pseudonocardiacea 


192124 Bacteria_16S 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


192124 Bacteria_16S 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


192124 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


192124 Bacteria_16S 


aerophilus strain 
aerophilus Bacter 


192124 Bacteria_16S 


strain CCUG 41709 
Actinobacteria; A 


192124 Bacteria_16S 


strain CCUG 41709 
Actinobacteria; A 


1819473 1819440 93 126 gi 
oc 
1821006 1820973 93 126 gi 
420/07 16S ribosomal RNA, partial seq 


Actinobacteria; Actinobacteridae; Ac 


v 


1822530 1822497 93 126 gi 
oc 
1824112 1824083 93 122 gi 
16S ribosomal RNA, complete sequence 
tes; Bacillales; Bacillaceae; Halobaci 
1825672 1825643 93 122 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1827150 1827121 93 122 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1834662 1834629 93 126 gi 
ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 

1840877 1840848 93 122 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1848526 1848493 93 126 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1852943 1852910 93 126 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1863567 1863538 93 122 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865149 1865120 93 122 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


Lt 


ue 


v 


qu 
a; 


ue 
e; 


, 


al 
ct 


1 


s 
da 


nc 
ar 


s 
a; 


1866706 1866673 93 126 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1886691 1886658 93 126 gi 
DSM 44411 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
e; Saccharomonospora. 

1900546 1900513 93 126 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

1900637 1900592 4 49 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

1901936 1901903 93 126 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1906141 1906108 93 126 gi 
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NR_025402.1 
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Plantibacter flavus 


flavus Bacteria; 
c 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


eae; Agreia. 
Halobacillus trueperi 
cillus trueperi 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
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7 Gulosibacter 
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Lactobacillus 
3 Lactobacillus 
lus. 
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8 Arcanobacterium 
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Chromohalobacter 

halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
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monadaceae; 


Asanoa ishikariensis 

ishikariensis Bacteria; 

poraceae; Asanoa. 
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1 Saccharomonospora 

rdineae; 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 
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5 Actinomyces 
mycineae; 


Hymenobacter 

7 Hymenobacter 
teraceae; Hymenobacter. 
Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Aerococcus 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 


192124 Bacteria_16S 1910636 1910603 93 126 gi|219878256|ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

192124 Bacteria_16S 1912112 1912079 93 126 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

192124 Bacteria_16S 1919853 1919820 93 126 gi| 219878248 |ref|NR_025387.1| Chryseobacterium 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
192124 Bacteria_16S 1921361 1921328 93 126 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 1922061 Chryseobacterium 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

192124 Bacteria_16S 1924385 1924352 93 126 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

192124 Bacteria_16S 1925946 1925913 93 126 gi|219878244|ref|NR_025383.1]| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

192124 Bacteria_16S 1926037 1925992 4 49 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

192124 Bacteria_16S 1927579 1927538 1 42 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

192124 Bacteria_16S 1932142 1932109 93 126 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

192124 Bacteria_16S 1938114 1938081 93 126 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

192124 Bacteria_16S 1941086 1941053 93 126 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 1948829 1948796 93 126 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

192124 Bacteria_16S 1950374 1950341 93 126 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

192124 Bacteria_16S 1951943 1951910 93 126 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
192124 Bacteria_16S 1954877 1954844 93 126 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

192124 Bacteria_16S 1957836 1957803 93 126 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
192124 Bacteria_16S 1964022 1963993 93 122 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

192124 Bacteria_16S 1976027 1975994 81 114 gi|219878211|ref|NR_025350.1| Desulfobacula 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 
192124 Bacteria_16S 1980667 1980634 93 126 gi| 219878208 |ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

192124 Bacteria_16S 1986994 1986965 93 122 gi|219878204|ref|NR_025343.1| Cystobacter 


ferrugineus strai 


n Cb fel8 16S ribosomal RNA, 
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Cystobacter. 
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16S rib 
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2029538 2029509 93 
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Gammaproteobacteria; Chromatiales; Chro 


2033961 2033928 93 
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a; Actinobacteria; Actinobacteridae; Act 
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2057185 2057152 93 


n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2066270 2066237 93 


n T2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2089287 2089258 93 


1 RNA, partial sequence 
Xanthomonadales; 


2099901 2099868 93 


GW-9 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


2106029 2105996 93 


roidetes; 
2109039 2109006 93 


Clostridiales; 
2119736 2119707 93 


Bacillaceae; 
2127318 2127289 93 


Proteobacteria; 
2142332 2142299 93 
Bacteroidetes; 
2149941 2149908 93 


2150032 2149987 4 


2157425 2157392 93 


16S ribosomal RNA, partial seque 
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Clostridiaceae; 


partial sequence 
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EN 1 16S ribosomal RNA, partial 


16S ribosomal RNA, partial seque 
Flavobacteria; 


122 gi|219878176|ref|NR_025315. 
2028754 20301 
matiaceae; Chromatium. 
126 gi|219878172|ref|NR_025311. 
sequence 2033216 20347 


cl 


122 gi 


122 gi|219857650|ref|NR_025239. 

sequence 2126557 21279 
Gammaproteobacteria; Chromatiales; 

126 gi|219857640|ref|NR_025229. 

nce 2141553 21430 


Fla 


126 gi 


49 gi 


126 gi 


ostridium. 
219857655 
2118933 21204 


vobacter 
219857635 
osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardineae; 
219857635 
osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardineae; 
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osomal RNA, partial sequence 2156657 21581 
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54 Halobacillus 
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S; 
NR_025224. 
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NR_025224. 


ref |NR_025219. 


Flavobac 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


0 


Mycobacterium 
2 Mycobacterium 


inomycetales; Corynebacterineae; 
126 gi|219878153|ref|NR_025292.1| Streptomyces 
sequence 2056438 2057920 Streptomyces 
Actinomycetales; Streptomycineae; 
126 gi|219878146|ref|NR_025285.1| Micrococcus 
2065512 2067008 Micrococcus antarcticus 
ales; Micrococcineae; Micrococcaceae; Micrococcus. 
122 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Sinobacteraceae; Nevskia. 
126 gi|219878122|ref|NR_025261.1| Nocardioides 
nce 2099138 2100621 Nocardioides aquiterrae 
ales; Propionibacterineae; Nocardioidaceae; 
126 gi|219878116|ref|NR_025255.1| Brumimicrobium 
nce 2105286 2106656 Brumimicrobium 
Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
126 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
2108290 2109771 Clostridium aldrichii Bacteria; 


Halobacillus salinus 
salinus Bacteria; 


Thioalkalispira 
9 Thioalkalispira 


8 


Ectothiorhodospiraceae; 


1| Tenacibaculum 

17 Tenacibaculum 
teriaceae; Tenacibaculum. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonoca 


rdiaceae; Prauserella. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonoca 


rdiaceae; Prauserella. 
Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

192124 Bacteria_16S 2174212 2174167 4 49 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

192124 Bacteria_16S 2175685 2175656 93 122 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

192124 Bacteria_16S 2177232 2177203 93 122 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

192124 Bacteria_16S 2183247 2183214 93 126 gi|219857611|ref|NR_025200.1| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 


hongkongensis Bac 
Actinomycetaceae; 
192124 Bacteria_16S 
fermentum strain 
Bacteria; Firmicutes; 
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strain Z-7792 16S 
Firmicutes; Bacil 
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Amphibacillus tropicus 
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126 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 
occineae; Microbacteriaceae; Agromyces. 
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bacillus. 
219857565 
ce 22507 


219857561 
sequence 


Actinomyc 


219857556 


16S ribosomal RNA, partial sequence 2264632 22660 


eriaceae; 
219857542 
22845 
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2392676 2392643 93 126 gi 


219857465 


galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 


galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
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Actinomycet 


Actinomycet 


ref|NR_025155.1 
2247616 224914 
ales; Strept 


Streptomyces 
2 Streptomyces 
omycineae; 


ref|NR_025154.1 
2249193 225066 


Fructobacillus 
7 Fructobacillus 


ref |NR_025153.1 
18 2252192 Fructo 


Fructobacillus 
bacillus ficulneus 


ref|NR_025149.1| Streptomyces 
2256827 2258294 Streptomyces 
etales; Streptomycineae; 


ref|NR_025144.1| Simonsiella muelleri 
96 Simonsiella muelleri Bacteria; 

Simonsiella 
ref|NR_025130.1 
30 2285939 Bacill 


Bacillus sonorensis 
us sonorensis Bacteria; 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


ref|NR_025129.1 
2285990 228738 
romatiales; Ecto 


ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomo 


Actinomadura mexicana 
mexicana Bacteria; 
nosporaceae; 


ref|NR_025108.1 
25 2314583 Salini 


Salinicoccus 
coccus alkaliphilus 


ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


Microbacterium 
4 Microbacterium 
cineae; 


ref|NR_025086.1 
2343294 234473 
ales; Propio 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


ref|NR_025086.1 
2343294 234473 
ales; Propio 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


ref |NR_025084.1 
2346319 234777 
ales; Microc 


Arthrobacter 
5 Arthrobacter 
occineae; 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Desulfovibrio 
7 Desulfovibrio 
les; 


ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


ref|NR_025075.1| Subtercola frigoramans 
74 Subtercola frigoramans Bacteria; 

; Microbacteriaceae; Subtercola. 
ref|NR_025074.1] Subtercola boreus 

91 Subtercola boreus Bacteria; 

; Microbacteriaceae; Subtercola. 
ref|NR_025060.1| Bacillus jeotgali 

01 Bacillus jeotgali Bacteria; 


ref|NR_025056.1 
07 2388807 Thermo 


Thermoanaerobacter 
anaerobacter yonseiensis 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas 
ref|NR_025053.1| Zobellia 
2391886 2393368 Zobellia 


v 


Zobellia. 


192124 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


192124 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


192124 Bacteria_16S 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


192124 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


192124 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


192124 Bacteria_16S 


strain DSM5578 16 
Firmicutes; Lacto 


192124 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


192124 Bacteria_16S 


sublithincola str 
sublithincola Bac 


192124 Bacteria_16S 


Sapomandens strai 
Sapomandens Bacte 


192124 Bacteria_16S 


strain AS4.1521 1 
Actinobacteria; A 


192124 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


192124 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


192124 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 
Micrococcaceae; A 


192124 Bacteria_16S 


nitratis strain A 
Bacteria; Proteob 


192124 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


192124 Bacteria_16S 


strain T1-X7 16S 
Actinobacteria; A 


192124 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


192124 Bacteria_16S 


strain DNP505 16S 
Actinobacteria; A 


192124 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


192124 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


192124 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


2404767 2404738 93 122 
S ribosomal RNA, partial sequence 


gi 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2418702 2418673 93 122 gi 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420257 2420228 93 122 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2423318 2423285 93 126 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2429175 2429146 93 122 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2438361 2438316 4 49 gi 


gi 


ctinobacteridae; Actinomycetales; Cory 
2439785 2439756 93 122 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


2452025 2451992 93 126 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2455087 2455054 93 126 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 
rthrobacter. 

2470200 2470171 93 122 gi 
LJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2471705 2471676 93 122 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2492675 2492642 93 126 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2494162 2494129 93 126 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2497148 2497103 4 49 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2506264 2506235 93 122 gi 


gi 


ammaproteobacteria; Chromatiales; Ecto 
2507782 2507749 93 126 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2510844 2510811 93 126 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


192124 Bacteria_16S 


strain VKM Ac-942 


et 


s 
la 


se 


al 


ne 


s 
er 


1 
ti 


s 
er 


ce 
al 


al 


oc 


ue 
e; 


ne 


th 


ce 


id 


al 


219857457 
2403965 24054 


2413261 24147 


hyl 


219857447 
2417916 24194 


219857446 
2419471 24209 


219857443 


equ 


que 
es; 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 


bac 


219857428 


equ 
ia; 


219857418 
sequence 
nomyceta 
219857415 


equ 
ida 


219857403 


es; 


219857402 


es; 


219857388 
2491905 24933 


occ 


219857387 


nce 
Ac 


219857385 
2496307 24977 


bac 


219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


ior 


219857372 


iac 


219857370 


es; 


2510934 2510889 4 49 gi 
16S ribosomal RNA, partial sequence 


219857370 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


vobacter 
219857438 


ref|NR_025045.1 
86 Lactobacillus 


ococcacea 


ref 


e; Methylosa 
NR_025035.1 


ref |NR_025034.1 


ref|NR_025031.1 
2422553 242399 
iales; Flavobact 
ref |NR_025026.1 
2428395 242981 
ococcaceae; Desu 
ref|NR_025017.1 


ence 


nce 
Pept 


terineae; Nocardiacea 
ref|NR_025016.1 
2438995 244052 


ylococcales; Met 


ence 
Meth 


ref|NR_025006.1 
2451243 245274 
ceae; Seinonella 
ref|NR_025003.1 
2454319 245573 
tinomycetales; 


ence 
e; Ac 


ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref|NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024976.1 
49 Tetrasphaera 
ineae; Intrasporangia 
ref|NR_024975.1 

2493400 249486 
tinomycetales; Microc 


24694 
Ecto 


24709 
Ecto 


ref |NR_024973.1 


Nocardiacea 
NR_024961.1 


terineae; 


ref 


hodospiraceae; Alkali 
ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref |NR_024958.1 
68 2511541 Nocard 


ptosporangineae; 


25070 
eae; 


25100 
Stre 


ref |NR_024958.1 


M 


Lactobacillus kimchii 
kimchii Bacteria; 


bacillales; Lactobacillaceae; Lactobacillus. 

2407845 2407812 93 126 gi|219857455|ref|NR_025043.1| Riemerella columbina 
6S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

2409365 2409332 93 126 gi|219857454|ref|NR_025042.1| Streptomonospora 
90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 

2412480 2412451 93 122 gi|219857452|ref|NR_025040.1| Methylosarcina 
ain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 
teria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

2414045 2414016 93 122 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Methylobacter 

1 Methylobacter 

hylococcaceae; 


Seinonella 
3 Seinonella 
Arthrobacter 
2 Arthrobacter 
icrococcineae; 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Thermohalobacter 
halobacter berrensis 
Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis trehalosi 


2510068 2511541 Nocardiopsis trehalosi 
Streptosporangineae; Nocardiopsaceae; 


192124 Bacteria_16S 


pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 


192124 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobac 
192124 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


192124 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 


subsp. spizizenii 
subtilis subsp. s 


192124 Bacteria_16S 


albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 


192124 Bacteria_16S 
carbonis strain JL 415 16S ribosomal RNA, 


Bacteria; Actinob 
Streptacidiphilus 


192124 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


192124 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


192124 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 


strain DSM 43194 


2513844 2513811 93 
VPCX2 16 
acteria; 


126 gi 
S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


2516870 2516837 93 126 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
ter. 
2518355 2518322 93 126 gi 
in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

2551178 2551145 93 


, 


126 gi 
pizizenii Bacteria; Firmicutes; Bacill 
2552624 2552591 93 126 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


2554185 2554152 93 126 gi 
complete sequ 
acteria; Actinobacteridae; Actinomycet 
2558889 2558856 93 126 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2564979 2564946 93 126 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2577340 2577307 93 126 gi 


gi 


2578769 2578736 93 126 gi 


2611153 2611120 93 
16S ribo 


126 gi 


Actinobacteria; Actinobac 
192124 Bacteria_16S 2611244 2611199 4 
strain DSM 43194 16S ribo 
Actinobacteria; Actinobac 
192124 Bacteria_16S 2612681 2612648 93 
strain DSM 44262 16S ribo 
Actinobacteria; Actinobac 
192124 Bacteria_16S 2612771 2612726 4 
strain DSM 44262 16S ribo 
Actinobacteria; Actinobac 
192124 Bacteria_16S 2615849 2615816 93 
strain SEBR 4211 16S ribo 
Firmicutes; Clostridia; Clostridiales; 
192124 Bacteria_16S 2617429 2617400 93 
selangorensis strain LMG 
selangorensis Bacteria; 
192124 Bacteria_16S 

strain CKB 16S ri 
Proteobacteria; B 
192124 Bacteria_16S 
strain hl 16S rib 


Firmicutes; 
2618951 2618922 93 


2631173 2631140 93 


192124 Bacteria_16S 
nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; Nocardioides. 

192124 Bacteria_16S 2658468 2658435 93 
erythreum strain 
erythreum Bacteri 
Nocardioidaceae; Aeromicrobium. 

192124 Bacteria_16S 2660080 2660035 4 
strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 

192124 Bacteria_16S 


2656943 2656910 93 


2667328 2667295 93 


17710 16S ribosomal RNA, parti 
Lactobacillales; 


bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


train NSP 41 16S ribosomal RNA, partia 


acteria; Actinobacteria; Actinobacteri 


NRRL B-3381 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


49 gi 


126 gi 


49 gi 


126 gi 


122 gi 


La 


122 gi 


126 gi 


126 gi 


126 


gi 


49 gi 


nc 
al 


se 
id 


eq 


v 


al 


al 


en 
al 


Eu 


ia 


ri 


oc 


oc 


do 


do 


do 


do 


mi 


al 


ct 


Oc 


ho 


al 


da 


s 


al 


e 
es; 


ae; 


es; 


es; 


es; 


e; 


es; 


126 gi 


219857368 


251 


Micr 


219857366 
quence 


Ac 


219857365 
uence 
Actinomy 


219857343 
partial 

Baci 
219857342 


255 


Stre 


219857341 
ce 25534 
Stre 


219857338 
2558106 25596 
bacterium. 
219857291 
1 sequen 
diales; 
219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 


occineae 
219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 


occineae 
219857258 
somal RNA, partial sequence 2610373 26118 
teridae; Actinomycetales; Pseudonocardin 
2198572 
somal RNA, partial sequence 2610373 26118 
teridae; Actinomycetales; Pseudonocardin 
2198572 
somal RNA, partial sequence 2611942 26134 
teridae; Actinomycetales; Pseudonocardin 
2198572 
somal RNA, partial sequence 2611942 26134 
teridae; Actinomycetales; Pseudonocardin 
2198572 
somal RNA, partial sequence 2615060 26165 


Clostridiales Fa 


ly XII. 

219857254 
sequenc 
obacilla 
219857253 
2618180 26196 
yclaceae 
219857238 
2630432 26317 
dobacter 
219857219 
sequen 


Act 


219857218 
equenc 
inomyc 


219857217 


265 
Pr 


219857212 


58 


57 


57 


55 


ref |NR_024956.1 
94 2514560 Xylani 
ococcineae; 


30 


ref|NR_024954.1 
2516115 251756 
tinomycetales; Mic 
ref |NR_024953.1 
2517611 251909 
cetales; Strepto 


ref 
sequ 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


18 


ref|NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref|NR_024926.1 


ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref|NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref |NR_024889.1 


Pseudonocar 
NR_024889.1 


eae; 
ref 


eae; Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024886.1 


Incertae Sedis; 
ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_024847.1 

2656189 265766 
omycetales; Prop 


ce 
in 


ref |NR_024846.1 
2657714 265918 
ales; Propioniba 


e 
et 


v 


ref |NR_024845.1 
38 2660707 Kribbe 


ionibacterineae; 


92 
op 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 


eptomycetaceae; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 

diaceae; Amycolatopsis. 
Amycolatopsis alba 
alba Bacteria; 

diaceae; Amycolatopsis. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Paralactobacillus 
9 Paralactobacillus 
acillus. 
Dechloromonas agitata 
agitata Bacteria; 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Nocardioides 

3 Nocardioides 

ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


ref|NR_024840.1 


Saccharopolyspora 


taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharopolyspora 


192124 Bacteria_16S 2668843 2668810 93 126 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

192124 Bacteria_16S 2670378 2670345 93 126 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

192124 Bacteria_16S 2684064 2684031 93 126 gi|219857200|ref|NR_024828.1| Zobellia russellii 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

192124 Bacteria_16S 2685506 2685473 93 126 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

192124 Bacteria_16S 2686975 2686942 93 126 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

192124 Bacteria_16S 2692911 2692878 93 126 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

192124 Bacteria_16S 2695748 2695715 93 126 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
192124 Bacteria_16S 2715342 2715313 93 122 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

192124 Bacteria_16S 2716884 2716851 93 126 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

192124 Bacteria_16S 2720012 2719967 4 49 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

192124 Bacteria_16S 2730651 2730618 93 126 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

192124 Bacteria_16S 2732176 2732143 93 126 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

192124 Bacteria_16S 2738119 2738086 93 126 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
192124 Bacteria_16S 2745494 2745461 93 126 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

192124 Bacteria_16S 2746984 2746939 4 49 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

192124 Bacteria_16S 2748309 2748276 93 126 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al1-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

192124 Bacteria_16S 2772358 2772325 93 126 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

192124 Bacteria_16S 2773893 2773860 93 126 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
192124 Bacteria_16S 2775431 2775398 93 126 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
192124 Bacteria_16S 2776968 2776935 93 126 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

192124 Bacteria_16S 2779993 2779964 93 122 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 


strain AP3 16S ri 


bosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 


2779259 2780679 Thiothrix eikelboomii Bacteria; 


192124 Bacteria_16S 


2781460 2781431 93 


122 


strain EJ2M-B 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 
192124 Bacteria_16S 


2782926 2782897 93 


122 


strain B3-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 
192124 Bacteria_16S 


2784434 2784401 93 


126 


gi|219857129 


ref|NR_024757.1| Thiothrix flexilis 


2780730 2782146 Thiothrix flexilis Bacteria; 


Thiotrichaceae; Thiothrix. 


gi|219857128 


ref|NR_024756.1| Thiothrix disciformis 


2782197 2783612 Thiothrix disciformis Bacteria; 


Thiotrichaceae; Thiothrix. 


gi| 219857127 


ref|NR_024755.1| Okibacterium 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 


fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; 
192124 Bacteria_16S 
haemolyticum stra 
haemolyticum Bacteria; 
192124 Bacteria_16S 

rectilineatus str 


rectilineatus Bac 


Okibacterium. 
2793417 2793388 93 


Firmicutes; 
2796373 2796340 93 


Micromonosporaceae; Actinoplanes. 


192124 Bacteria_16S 


minutisporangium 
Frankineae; 


strain IFO 12513 
strain IFO 13911 


strain IFO 14915 


strain IFO 12512 


derwentensis stra 
derwentensis Bact 


Crypt 
192124 Bacteria_16S 


2797895 2797862 93 


2799416 2799383 93 


2800939 2800906 93 


2802460 2802427 93 


2803981 2803948 93 


2805503 2805470 93 


Micromonosporaceae; Actinoplanes. 


192124 Bacteria_16S 2 
in IFO 14913 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


consettensis stra 
consettensis Bact 


2807025 2806992 93 


Micromonosporaceae; Actinoplanes. 


192124 Bacteria_16S 2 
in IFO 12511 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


campanulatus stra 
campanulatus Bact 


2808547 2808514 93 


Micromonosporaceae; Actinoplanes. 


192124 Bacteria_16S 
amylolyticum strain MBIC4355 16S 
amylolyticum Bacteria; 
192124 Bacteria_16S 

MBIC1140 16S ribosomal RNA, partial sequence 
Flavobacteria; 


mesophilum strain 


mesophilum Bacteria; 
192124 Bacteria_16S 


strain Lp2 16S ri 


Actinobacteria; Actinobac 
192124 Bacteria_16S 
ain JCM 3167 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


192124 Bacteria_16S 


strain IFO 12702 


strain IFO 12702 


strain JCM 9312 1 


2811554 2811521 93 


Bacteroidetes; 
2813048 2813015 93 


Bacteroidetes; 
2814522 2814489 93 
bosomal 


2819082 2819049 93 


eae; Planomonospora. 


2826577 2826544 93 


2826668 2826623 4 


2829651 2829618 93 


Clostridia; 


in ATCC9650 16S ribosomal RNA, partial sequence 


; Actinomycetales; 


Micrococcineae; 


122 gi|219857121|ref|NR_024749.1| Clostridium 
2792664 2794128 Clostridium 

Clostridiales; Clostridiaceae; Clostridium. 
126 gi|219857119|ref|NR_024747.1| Actinoplanes 


ain IFO 13941 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


126 


126 


126 


126 


126 


126 


126 


126 


126 


126 


126 


RNA, partial sequence 
teridae; Actinomycetales; Micrococcineae; 


126 


126 


49 


126 


gi|219857118 


strain IFO 15962 16S ribosomal RNA, partial sequence 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
osporangiaceae; Cryptosporangium. 


gi|219857117 


16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
192124 Bacteria _16S 


gi|219857116 


16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
192124 Bacteria _16S 


gi|219857115 


16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
192124 Bacteria _16S 


gi|219857114 


16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


gi|219857113 


gi| 219857112 


gi|219857111 


gi|219857109 


ribosomal RNA, partial sequence 
Flavobacteria; 


Flavobacteri 
gi|219857108 


Flavobacterial 
gi|219857107 
2813767 28152 


219856911 
sequence 


gi 


gi| 219856906 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
192124 Bacteria_16S 


Sp 


gi| 219856906 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
192124 Bacteria_16S 


Sp 


gi|219856904 


6S ribosomal RNA, partial sequence 2828900 28303 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


Catenuloplanes. 


192124 Bacteria_16S 


2831150 2831117 93 


126 


219856903 


gi 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 


kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


; Streptomyces. 


omonosporineae Hi 


1 sequence 
; Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


sequence 2795622 2797094 Actinoplanes 
Actinomycetales; 


Micromonosporineae; 
ref|NR_024746.1| Cryptosporangium 
2797145 2798614 


ref Actinoplanes lobatus 
lobatus Bacteria; 
Micromonosporaceae; Actinoplanes. 
NR_024744.1| Actinoplanes italicus 
italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 

2804752 2806224 Actinoplanes 
Micromonosporineae; 


NR_024745.1 


ref 


ref|NR_024740.1| Actinoplanes 
2806275 2807745 Actinoplanes 
Micromonosporineae; 


ref |NR_024739.1| Actinoplanes 
2807796 2809267 Actinoplanes 
Micromonosporineae; 


ref|NR_024737.1| Tenacibaculum 
2810779 2812222 Tenacibaculum 
ales; Flavobacteriaceae; Tenacibaculum. 
ref|NR_024736.1| Tenacibaculum 
2812273 2813716 Tenacibaculum 
es; Flavobacteriaceae; Tenacibaculum. 
ref|NR_024735.1| Tetrasphaera elongata 
09 Tetrasphaera elongata Bacteria; 
Intrasporangiaceae; Tetrasphaera. 
ref|NR_024732.1| Planomonospora 
2818334 2819777 Planomonospora 
Streptosporangineae; 


ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
orichthyaceae; Sporichthya. 
ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
orichthyaceae; Sporichthya. 
ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 
neae; Micromonosporaceae; 


ref|NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 
Streptomycineae; 


192124 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
192124 Bacteria_16S 


strain IFO 16238 


2832688 2832655 93 126 gi 

16S ribosomal RNA, partial sequence 

Stre 
gi 


2838737 2838704 93 126 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


strain IFO 16235 


2840296 2840263 93 126 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


192124 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


192124 Bacteria_16S 


Proteobacteria; G 


192124 Bacteria_16S 


stanieri Bacteria 
Marinobacterium. 


192124 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


192124 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


192124 Bacteria_16S 


halophilum strain 
halophilum Bacter 


192124 Bacteria_16S 


strain JCM9731 16 


Firmicutes; Bacil 


192124 Bacteria_16S 


strain JCM9070 16 


Firmicutes; Bacil 


192124 Bacteria_16S 


nitritogenes stra 
nitritogenes Bact 


192124 Bacteria_16S 


strain JCM 9989 1 


Firmicutes; Clost 


192124 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


a; Actinobacteria; Actinobacteridae; Actinomycet 
; Kitasatospora. 

2846453 2846424 93 122 gi| 219856893 
7 16S ribosomal RNA, partial sequence 28456 
ridia; Clostridiales; Clostridiales Family XIII. 

2863494 2863465 93 122 gi| 219856882 

strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 
ammaproteobacteria; Pseudomonadales; Pseudomonad 

2866577 2866548 93 122 gi|219856880 

stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
; Proteobacteria; Gammaproteobacteria; Alteromon 

2871278 2871245 93 126 gi| 219856877 
6S ribosomal RNA, partial sequence 2870477 28720 
lales; Bacillaceae; Bacillus. 

2876020 2875987 93 126 gi| 219856874 
6S ribosomal RNA, partial sequence 2875223 28767 
lales; Bacillaceae; Bacillus. 

2877602 2877573 93 122 gi| 219856873 

DSM4771 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Bacillales; Bacillaceae; Salimic 

2880732 2880699 93 126 gi|219856871 
S ribosomal RNA, partial sequence 2879945 28814 
lales; Bacillaceae; Bacillus. 

2882285 2882252 93 126 gi| 219856870 
S ribosomal RNA, partial sequence 2881499 28830 
lales; Bacillaceae; Bacillus. 

2886703 2886670 93 126 gi| 219856865 
in JCM 6485 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Eub 

2889751 2889718 93 126 gi| 219856863 
6S ribosomal RNA, partial sequence 2888980 28904 
ridia; Clostridiales; Eubacteriaceae; Eubacteriu 

2891264 2891231 93 126 gi| 219856862 
n K95-5561 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
e; Actinoplanes. 

2892879 2892838 1 42 gi| 219856861 


192124 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


192124 Bacteria_16S 


strain CM-10 16S 
Actinobacteria; A 


192124 Bacteria_16S 


strain CM-01 16S 
Actinobacteria; A 


192124 Bacteria_16S 


tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae 


192124 Bacteria_16S 


strain IAM 14848 
Actinobacteria; A 


192124 Bacteria_16S 


strain IFO 15616 
Actinobacteria; A 


192124 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


192124 Bacteria_16S 


2843327 2843294 93 
SK-3255 16S ribosomal RNA, 


126 gi 
complete se 


bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2894309 2894276 93 126 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2895804 2895771 93 126 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2897298 2897265 93 126 gi 
train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycetocola. 

2900301 2900268 93 


v 


126 gi 
ctinobacteridae; Actinomycetales; Micr 
2903373 2903340 93 126 gi 


ctinobacteridae; Actinomycetales; Micr 
2908001 2907968 93 126 gi 
ATCC 51145 16S ribosomal RNA, partial 

a; Firmicutes; Bacillales; Staphylococ 
2909547 2909514 93 126 gi 


16S ribosomal RNA, partial sequence 2837959 28394 


16S ribosomal RNA, partial sequence 2839520 28410 


2892009 28935 
2893553 28949 
occineae; 


2895048 28964 


16S ribosomal RNA, partial sequence 2899524 29010 


16S ribosomal RNA, partial sequence 2902597 29040 


219856902 

28319 

ptomycinea 
219856898 


ococcineae 
219856897 


ococcineae 
219856895 
quence 


onaceae; V 
219856860 


oc 
219856859 


ococcineae 
219856858 
sequence 
dae; Actin 


219856856 


ococcineae 
219856854 


ococcineae 

219856851 
sequence 
cus. 


mM. 


omyc 


ref |NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024717.1 
69 Agromyces 
; Microbacteriac 
ref|NR_024716.1 
12 Agromyces 
; Microbacteriac 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


’ 


ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024701.1 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 

Agromyces bracchium 


bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


luteolus Bacteria; 


eae; Agromyces. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 

Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


aceae; Pseudomon 
NR_024699.1 

2865789 286730 
adales; Alteromo 


ref|NR_024696.1 


as. 
Marinobacterium 

5 Marinobacterium 

nadaceae; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


ref|NR_024693.1 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


ref|NR_024692.1 

2876799 287831 
robium. 
ref |NR_024690.1 


Salimicrobium 
5 Salimicrobium 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


ref|NR_024689.1 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


ref |NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024682.1 


Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


ref|NR_024681.1 
2890502 289195 
etales; Micromon 


ref|NR_024680.1 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


ibri 
ref 


Oo. 
NR_024679.1 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


crobacteriac 
NR_024678.1 


7 Mi 
ref 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


; Microbacteriac 
ref|NR_024677.1 

2896542 289798 
etales; Micr 


ref|NR_024675.1 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


; Mi 
ref 


crobacteriac 
NR_024673.1 


eae; Pseudoclavibacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


; Microbacteriac 
ref |NR_024670.1 
2907194 290869 


219856850 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


pasteuri Bacteria 


; Firmicutes; Bacillales; Staphylococc 


us. 


eae; Pseudoclavibacter. 
Staphylococcus 
0 Staphylococcus 


ref|NR_024669.1 
2908741 291023 


Staphylococcus 
4 Staphylococcus 


192124 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


192124 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


192124 Bacteria_16S 
delphini strain ATCC 4917 


delphini Bacteria 


192124 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


192124 Bacteria_16S 


2911091 2911058 93 
n ATCC 4 
ria; Firmicutes; Bacillales; 
2912633 2912600 93 

16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2914177 2914144 93 126 gi 
1 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2915720 2915687 93 126 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2917262 2917229 93 126 


126 gi 


126 gi 


, 


gi 


arlettae strain ATCC 43957 16S ribosomal RNA, partial s 


arlettae Bacteria 


192124 Bacteria_16S 


japonicum strain 
japonicum Bacteri 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


192124 Bacteria_16S 
YU655-43 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Actinomycet 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


192124 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


192124 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


192124 Bacteria_16S 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


192124 Bacteria_16S 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


192124 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


192124 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


192124 Bacteria_16S 


macrosporus strai 
macrosporus Bacte 


Streptomycetaceae; 
192124 Bacteria_16S 


thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 


192124 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


192124 Bacteria_16S 


strain IFO 15059 
Actinobacteria; A 


192124 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


192124 Bacteria_16S 


strain 801 16S ri 
Actinobacteria; A 


; Firmicutes; Bacillales; Staphylococc 


2932283 2932250 93 126 gi 
ATCC 19191 16S ribosomal RNA, partial 


2941330 2941297 93 126 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 


2942846 2942813 93 126 


gi 


e; Virgisporangium. 

2944362 2944329 93 126 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


2956445 2956412 93 126 gi 
rain IFO 14548 16S ribosomal RNA, part 


; Microbacterium. 
2957903 2957870 93 126 gi 
FO 15038 16S ribosomal RNA, partial se 


Actinobacteria; Actinobacteridae; Ac 


’ 


v 


2959364 2959331 93 126 gi 
FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


, 


2960890 2960857 93 

al RNA, partial sequence 
ia; Alteromonadales; Colwelliaceae; Co 
2971634 2971605 93 122 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


126 gi 


2977729 2977696 93 126 gi 
n A1201 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2979261 2979228 93 126 gi 
rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

2986998 2986953 4 49 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2988524 2988479 4 


’ 


v 


49 gi 
ctinobacteridae; Actinomycetales; Cory 
3000659 3000626 93 126 gi 


lales; Bacillaceae; Geobacillus. 
3006743 3006710 93 126 
bosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Micr 


gi 


192124 Bacteria_16S 


3011153 3011120 93 126 gi 


3809 16S ribosomal RNA, partia 
Staphyloc 


a; Proteobacteria; Gammaproteobacteria 
192124 Bacteria_16S 


cteria; Actinobacteria; Actinobacterid 


1 


us 


us 


v 


s 


ia 


qu 
ti 


qu 
ti 


s 
ri 


ue 


se 


ae 


ar 


da 


ne 


oc 


219856849 
sequence 
oc 
219856848 


219856847 
eq 


219856846 


219856845 
eq 


219856835 
se 


219856829 

equence 
Actinomyc 

219856828 
quence 
219856827 
Actinomyc 
219856819 
ae; 


219856818 


219856817 


219856816 
2960112 2961625 Colwe 
lwellia. 

219846942 


219846938 
Actinomyc 


219846937 


219846932 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 


219846923 
6S ribosomal RNA, partial sequence 2999867 30013 


219846919 
3005987 30074 


cus. 


29118 


uence 


29149 


uence 


quence 
Oceanosp 


equence 


1 sequ 
Acti 


en 


: no 


ence 


nomyceta 


ence 


nomyceta 


equence 
a; Pseud 


nce 


quence 
Actino: 


v 
tial seq 


e; Actin 


bacterin 


occineae 


ref |NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref|NR_024654.1 
2931509 293296 
irillales; Pseud 
ref |NR_024648.1 

2940579 294204 
etales; Micromon 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


, 


ref |NR_024646.1 
2943614 294507 
etales; Frankine 


ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


ref |NR_024637.1 
2957165 295857 
les; Micrococcin 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


ref 
llia 


NR_024635.1 
maris Bacte 


ref |NR_026534.1 
2970861 297232 
omonadales; Pseu 


ref |NR_026530.1 
2976976 297845 
etales; Streptom 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


ref 
uenc 
omyc 


NR_026524.1 
e 298615 
etales; Cory 
ref|NR_026523.1 


Gordoniacea 
NR_026515.1 


eae; 
ref 


ref |NR_026511.1 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 

Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Colwellia maris strain 
ria; Proteobacteria; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Streptomyces 
9 Streptomyces 
ycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Rhodococcus 
6 2987629 Rhodococcus 


nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


; Microbacteriaceae; Frigoribacterium. 


219846916 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 


ref|NR_026508.1| Modestobacter 
3010413 3011894 Modestobacter 


multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 


192124 Bacteria_16S 


3012711 3012678 93 


126 


gi|219846915 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Marmoricola. 


Nocardioidaceae; 
192124 Bacteria_16S 


strain 1145589 16S ribosomal RNA, partial sequence 
Bacteroidia; 


Bacteroidetes; 
192124 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
192124 Bacteria_16S 


Bacteria; 


3015847 3015814 93 


Bacteroidales; 
3027822 3027789 93 


Firmicutes; 
3044589 3044556 93 


126 


Porphyromonadaceae; 


126 


126 


gi| 219846913 


3015068 3016531 Dysgonomonas 
Dysgonomonas. 


gi|219846905 


strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 302853 
Clostridia; 


Clostridiales; 
gi|219846892 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 


faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacter. 


Rarobacteraceae; 
192124 Bacteria_16S 


tabacinasalis strain GF112B 16S ribosomal RNA, partial 
tabacinasalis Bacteria; 


192124 Bacteria_16S 


strain GraMall 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


192124 Bacteria_16S 


dextrinosolvens strain 0554 16S ribosomal RNA, partial 
dextrinosolvens Bacteria; 


Succinivibrio. 
192124 Bacteria_16S 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 306946 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
192124 Bacteria_16S 
limneticum strain 
Bacteria; 
192124 Bacteria_16S 


histidinovorans strain Z-7940 16S ribosomal RNA, partial 
histidinovorans Bacteria; 


192124 Bacteria_16S 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 309052 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; 


192124 Bacteria_16S 


strain 1607-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 
192124 Bacteria_16S 


3047689 3047656 93 


Firmicutes; 
3052205 3052172 93 


3056833 3056804 93 


Proteobacteria; 


3068745 3068712 93 


3074705 3074676 93 


3088374 3088341 93 


Firmicutes; 


3089924 3089895 93 


3091360 3091327 93 


3092792 3092759 93 


126 


126 


122 


Gammaproteobacteria; Aeromonadales; 


126 


122 


126 


Clostridia; 


122 


126 


126 


strain TA68 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


192124 Bacteria_16S 
strain TAGA27 16S 


3094311 3094278 93 


126 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


192124 Bacteria_16S 
strain F98.3HR69 


192124 Bacteria_16S 
strain Z-7934 16S 
Firmicutes; 
192124 Bacteria_16S 


riboso 
Clostridia; 


3098893 3098860 93 


3101823 3101790 93 


Clostridiales; 
3103337 3103304 93 


126 


126 


mal RNA, partial sequence 
Clostridiaceae; 


126 


Ignavigranum. 


219846890 
sequence 


gi 


Lactobacillales; Aerococcaceae; Facklamia. 


gi|219846887 


complete sequence 3051418 30529 


219846884 
sequence 


gi 
219846876 


gi 


gi|219846872 


cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferrib 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


gi| 219846863 


gi|219846862 


gi| 219846861 
3090574 30919 


gi| 219846860 
3092041 30935 


gi|219846859 
3093562 30950 


gi| 219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219846854 
3101054 31025 
Tindallia. 


gi| 219846853 


gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 


gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; 
192124 Bacteria_16S 
strain ATCC 25470 


Verrucosispora. 
3104852 3104819 93 
16S ribosomal 


126 


RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


192124 Bacteria_16S 3110776 3110747 93 
hydroxybenzoicum strain 
hydroxybenzoicum Bacteria; Firmicutes; 


192124 Bacteria_16S 3115368 3115335 93 


122 


126 


219846852 
31040 


gi 


Streptomycineae; Streptomyceta 


gi| 219846848 


BT 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
gi|219846845 


resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 


resistens Bacteria; Actinobacteria; Actinobacteridae; Act 


Microbacterium. 
192124 Bacteria_16S 


3133338 3133305 93 


126 


219846833 


gi 


Actinomycetales; 


Pelobacteraceae; 


Actinomycetales; 


Rhodocyclaceae; 


sequence 
Clostridiales; 


Actinomycetales; 


inomycetales; 


ref|NR_026507.1 
3011945 301344 


ref |NR_026505.1 


ref|NR_026497.1 
Peptococcaceae; 
ref|NR_026484.1 
3043846 304530 


ref|NR_026482.1 
3046902 304840 


ref |NR_026479.1 


ref|NR_026476.1 
3056079 305754 
Suc 


ref|NR_026468.1 


Micr 


ref|NR_026464.1 
Ferr 
ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref|NR_026454.1 


Granulica 
ref |NR_026453.1 
90 Ignavigranum 


ref |NR_026452.1 


ref|NR_026451.1 
Micrococcaceae 
ref|NR_026448.1 
44 Arthrobacter 
Micrococcaceae 
ref |NR_026446.1 


ref |NR_026445.1 
102586 310404 


Micromo 


Ww 


ref|NR_026444.1 
98 3105578 Strept 


ref|NR_026440.1 
3110031 311146 
Peptococcaceae; 
ref|NR_026437.1 
3114620 311608 
Micrococci 


ref 


Marmoricola 
1 Marmoricola 


Actinomycetales; Propionibacterineae; 


Dysgonomonas gadei 


gadei Bacteria; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Rarobacter 
9 Rarobacter 


Micrococcineae; 


Facklamia 
3 Facklamia 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Natronincola 
0 Natronincola 
Natronincola. 

Granulicatella 
3 Granulicatella 
tella. 

Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
Micrococcineae; Micrococcaceae 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 
Micrococcineae; 


; Kocuria. 
Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Microbacterium 

0 Microbacterium 

neae; Microbacteriaceae; 


NR_026425.1 


Demetria terragena 


strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; 


Demetria. 


192124 Bacteria_16S 


DSM 11303 16S rib 


Deinococcus-Thermus; 
192124 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 
192124 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


192124 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


192124 Bacteria_16S 


strain DSM 3963 1 


Deinococcus-Thermus; 
192124 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


192124 Bacteria_16S 


kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 


192124 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


192124 Bacteria_16S 
16S ribosomal RNA, partial sequence 3225149 32266 


strain DSM 11140 
Actinobacteria; A 


192124 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


192124 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


192124 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


192124 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


192124 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


192124 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


192124 Bacteria_16S 
16S ribosomal RNA, partial sequence 3250880 32523 


strain DSM 43311 
Actinobacteria; A 
Microtetraspora. 


192124 Bacteria_16S 


strain DSM 43764 
Actinobacteria; A 
Actinomadura. 


192124 Bacteria_16S 


DSM 
Firmicutes; 


10228 16S rib 
Clost 


192124 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


192124 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


192124 Bacteria_16S 


strain 1A-C 16S r 


3146874 3146841 93 
osomal RNA, partial sequence 
Deinococci; Deinococcales; 
3152992 3152959 93 126 
16S rib 


126 gi 


Deinoco 
gi 


cc 


cteridae; Actinomycetales; Micr 
3166748 3166715 93 126 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3169781 3169748 93 126 gi 
ain DSM 20540 16S ribosomal RNA, partial 
teria; Deinococcus-Thermus; Deinococci; 
3171298 3171265 93 126 gi 

6S ribo 


oc 


s 
De 


ctinobacteridae; Actinomycetales; Micr 
3227548 3227507 1 42 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3228959 3228930 93 122 gi 


oc 


on 


Clostridiales Fami 


122 gi 


ridia; Clostridiales; 
3230417 3230388 93 
ridia; Clostridiales; Clostridiales Fami 
3231948 3231919 93 122 gi 


ctinobacteridae; Actinomycetales; Strept 


3253126 3253093 93 126 gi 


ctinobacteridae; Actinomycetales; Strept 
3265184 3265151 93 

osomal RNA, partial sequence 
ridia; Clostridiales; 
3274289 3274256 93 


126 gi 


Clostridiaceae; Cl 
126 gi 
ridia; Clostridiales; Eubacteriaceae; Eu 
3303269 3303236 93 126 gi 
6S ribosomal RNA, 
lales; Salinicoccus. 

3310843 3310810 93 126 
ibosomal RNA, partial sequence 


gi 


oc 


192124 Bacteria_16S 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 


219846824 
3146120 31475 


219846820 
osomal RNA, partial sequence 3152235 31537 


219846810 


219846808 


219846807 
somal RNA, partial sequence 3170548 31720 


Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

3174340 3174307 93 126 gi| 219846805 |ref|NR_026397.1 
A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermo 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 

3200473 3200428 4 49 gi|219846788|ref|NR_026380.1 
rain CCUG 35717 16S ribosomal RNA, partial sequence 319961 
M 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
e; Corynebacterium. 

3224474 3224441 93 126 gi|219846771|ref|NR_026363.1 
A 16S ribosomal RNA, partial sequence 3223689 3225098 Actino 
acteria; Actinobacteridae; Actinomycetales; Actinomycineae; Acti 

3225906 3225873 93 126 gi|219846770|ref|NR_026362.1 


219846769 
3226672 32281 


219846768 
16S ribosomal RNA, partial sequence 3228194 32296 


219846767 
16S ribosomal RNA, partial sequence 3229651 32311 


219846766 
16S ribosomal RNA, partial sequence 3231181 32326 


ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; P 

3236577 3236544 93 126 gi| 219846763 |ref|NR_026355.1 
ain DSM 40004 16S ribosomal RNA, complete sequence 3235806 323732 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
; Streptomyces. 

3244229 3244200 93 122 gi|219846758|ref|NR_026350.1 
train Z-7935 16S ribosomal RNA, partial sequence 3243444 324494 
acteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
rio. 

3251622 3251589 93 126 gi| 219846753 |ref|NR_026345.1 


219846752 
16S ribosomal RNA, partial sequence 3252379 32538 


219846744 
3264433 32658 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


219846719 
complete sequence 3302462 33040 


219846713 
3310081 33114 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ref|NR_026416.1 


eino 
ref 


aceae; D coccus. 


NR_026412.1 
occineae; In 
ref 


trasporangia 
NR_026402.1 
165996 316746 
les; Deinococcac 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026399.1 


w 


equence 
inococca 


sequenc 
Deinococ 


occineae; In 


ref 


trasporangia 
NR_026361.1 


Vibrio. 
ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; A 
ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026358.1 
56 Peptoniphilus 


aceae; 
ly XI. I 


ly XI. I 


osporangineae; Streptosp 


ref |NR_026344.1 
26 Actinomadura 
ineae; Thermomo 


osporang n 


ref |NR_026336.1 


ostridium. 
ref |NR_026330.1 
bacterium. 
ref |NR_026311.1 
04 Salinicoccus 


ref|NR_026305.1 


occineae; Bogoriellaceae 


3313820 3313791 93 122 


gi 


219846711 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


v 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Anaerococcus octavius 


octavius Bacteria; 


naerococcus. 
Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Streptomyces 
0 Streptomyces 
omycineae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


’ 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Salinicoccus roseus 


roseus Bacteria; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


ref|NR_026303.1 
3313036 331453 


Desulfovibrio 
8 Desulfovibrio 


vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


192124 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


192124 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


192124 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


192124 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


192124 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


192124 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
192124 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


192124 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


192124 Bacteria_16S 


strain DSM 43040 
Actinobacteria; A 


192124 Bacteria_16S 


strain DSM 43039 
Actinobacteria; A 


192124 Bacteria_16S 


strain DSM 43151 
Actinobacteria; A 


192124 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


192124 Bacteria_16S 


DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 


3315356 3315323 93 126 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3316882 3316849 93 126 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3318405 3318372 93 126 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3319924 3319895 93 122 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


gi 


3324487 3324454 93 126 gi 

SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 

e; Dactylosporangium. 

3326014 3325981 93 126 gi 
43916 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


3327535 3327502 93 126 gi 

ain DSM 43810 16S ribosomal RNA, parti 

teria; Actinobacteria; Actinobacterida 

e; Dactylosporangium. 

3329054 3329021 93 126 gi 
43917 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


3330582 3330549 93 126 gi 
ctinobacteridae; Actinomycetales; Micr 
3332110 3332077 93 126 gi 


ctinobacteridae; Actinomycetales; Micr 
3333605 3333572 93 126 gi 


ctinobacteridae; Actinomycetales; Micr 
3335099 3335066 93 126 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3341140 3341107 93 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


126 gi 


3342667 3342634 93 126 gi 


219846710 


3314589 33160 


eta. 
219846709 


3316113 33175 


eta. 
219846708 


3317638 33191 


eta. 
219846706 
equence 
cteria; Oc 
219846702 
quence 
tinomyceta 


219846701 
ence 33252 
ales; Micr 


219846700 
al sequenc 
e;} 
219846699 
ence 33282 


ales; Micr 


219846698 


16S ribosomal RNA, partial sequence 3329815 33312 


omonospori 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 


omonospori 
219846696 


16S ribosomal RNA, partial sequence 3332861 33343 


omonospori 
219846695 
1 sequence 
; Actinomy 


219846690 


3340376 3341852 Micro 


omonospori 


219846689 


ref 


ref 


ref 


ref 
eano 

ref 
les; 

ref 
omon 


ref 


ref 
omon 
ref 


neae 
ref 


neae 
ref 


neae 
ref 


ceta 
ref 


mono 
neae 


spirillales 


Micromonos 


osporineae; 


ales; Micro 


osporineae; 


; Micromono 


; Micromono 


; Micromono 


les; 


spora rosar 
Micromono 


, 


NR_026302.1 
62 Spirochaeta africana Bacteria; 


NR_026301.1 
87 Spirochaeta alkalica Bacteria; 


NR_026300.1 
06 Spirochaeta asiatica Bacteria; 


NR_026298.1 
3319157 33206 


NR_026294.1 
3323723 33251 


NR_026293.1 
49 3326720 Dacty 


NR_026292.1 
e 3326771 33282 
Actinomycet 


NR_026291.1 
90 3329764 Dacty 


NR_026290.1 
92 Pilimelia terevasa Bacteria; 


NR_026289.1 
10 Pilimelia anulata Bacteria; 


NR_026288.1 
00 Actinoplanes 


NR_026287.1 


3334351 33357 
Micromo 


NR_026282.1 


192124 Bacteria_16S 


ref|NR_026281.1 


Spirochaeta africana 


Spirochaeta alkalica 


Spirochaeta asiatica 


Halomonas 
3 Halomonas 
Halomonadaceae; 


3 


v 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


9 
Pp 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


1 


Dactylosporangium 
39 Dactylosporangium 
monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


1 


Pilimelia terevasa 
sporaceae; Pilimelia. 
Pilimelia anulata 
sporaceae; Pilimelia. 
regularis Bacteria; 
sporaceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 
nosporineae; 


9 


i 
s 


a Bacteria; 
poraceae; 


Dactylosporangium 


Actinoplanes regularis 


Micromonospora rosaria 


thailandense DSM 
Bacteria; Actinob 


43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nce 33419 
ales; Micr 


03 3343371 Dactylosporangium thailandense 


omon 


osporineae; 


Dactylosporangium. 


3344186 3344153 93 


126 gi| 219846688 


ref|NR_026280.1 


Micromonosporaceae; 


Micromonospora 


192124 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


192124 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


192124 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


192124 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


192124 Bacteria_16S 


strain DSM 9580 1 
Actinobacteria; A 


192124 Bacteria_16S 


strain FB2 16S ri 


19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3345714 3345681 93 126 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3347240 3347207 93 126 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3348766 3348733 93 126 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
3351823 3351790 93 


126 gi 


ctinobacteridae; Actinomycetales; Micr 


33434 
ales; Micr 
219846687 
e 33449 
ales; Micr 
219846686 
ce 33464 
ales; Micr 
219846685 
33480 
Micr 


ales; 


219846683 


6S ribosomal RNA, partial sequence 3351066 33525 


ococcineae 


3353366 3353337 93 122 gi 
bosomal RNA, partial sequence 


219846682 


omon 
ref 
omon 
ref 
omon 
ref 
omon 
ref 


; Mi 
ref 


22 3344899 Micro 


osporineae; 


osporineae; 


osporineae; 


osporineae; 


crobacteria 


NR_026279.1 
50 3346425 Micro: 


NR_026278.1 
76 3347951 Micro: 


NR_026277.1 
02 3349477 Micro: 


NR_026275.1 
38 Agrococcus jenensis Bacteria; 


NR_026274.1 
3352589 3354083 Halomonas desiderata Bacteria; 


monospora inositola 
Micromonosporaceae; 


Micromonospora 
monospora aurantiaca 
Micromonosporaceae; 


Micromonospora 
monospora halophytica 
Micromonosporaceae; 


Micromonospora 
monospora coerulea 
Micromonosporaceae; 


Agrococcus jenensis 


ceae; Agrococcus. 


Halomonas desiderata 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


192124 Bacteria_16S 
nesterenkovii str 


nesterenkovii Bac 
Dermabacteraceae; 


192124 Bacteria_16S 
nesterenkovii str 


nesterenkovii Bac 
Dermabacteraceae; 


192124 Bacteria_16S 
16S ribosomal RNA, partial sequence 3361953 33634 


strain DSM 20748 


Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

192124 Bacteria_16S 3377834 3377801 93 126 gi|219846664|ref|NR_026256.1 
strain M17C 16S ribosomal RNA, partial sequence 3377063 33785 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae 
192124 Bacteria_16S 3380918 3380873 78 123 gi|219846662|ref|NR_026254.1 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordon 


Bacteria; Actinob 
192124 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


192124 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


192124 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; 


strain DSM 2062 1 


G 
192124 Bacteria_16S 


G 
192124 Bacteria_16S 


acteria; Actinobacteridae; Actinomycetal 
3382458 3382429 93 122 gi 
ATCC 33146 16S ribosomal RNA, complet 


ia; Proteobacteria; Gammaproteobacteri 


2 
a; 


3383997 3383968 93 122 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3385523 3385494 93 122 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


ci 


1 
ia 


3386996 3386967 93 122 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3394430 3394397 93 126 gi 


H 


es; 


219846660 


33832 
ricketts 


219846659 
sequence 
Oceano 


v 


219846658 


33862 


Cory 
219846661 
sequence 

Thiotri 


alomonad 
219846649 
6S ribosomal RNA, partial sequence 3393663 33951 


3358033 3358000 93 126 gi|219846678|ref|NR_026270.1 
ain DSM 9573 16S ribosomal RNA, partial sequence 3357257 335877 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Brachybacterium. 

3358124 3358079 4 49 gi|219846678|ref|NR_026270.1 
ain DSM 9573 16S ribosomal RNA, partial sequence 3357257 335877 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Brachybacterium. 

3362746 3362717 93 122 gi|219846675|ref|NR_026267.1 


41 Salimicrobium 


nebacterineae; 
ref |NR_026253.1 

3381669 338315 
chales; Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026251.1 

3384746 338616 
spirillales; Hal 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomona 
ref|NR_026241.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
192124 Bacteria_16S 3395939 3395906 93 126 gi|219846648|ref|NR_026240.1 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Pro: 
Promicromonospora. 

192124 Bacteria_16S 3397444 3397411 93 126 gi| 219846647 |ref|NR_026239.1 


strain DSM 43852 


16S ribosomal RNA, partial sequence 3396701 33981 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
192124 Bacteria_16S 3398969 3398936 93 126 gi|219846646|ref|NR_026238.1 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 339968 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

192124 Bacteria_16S 3400503 3400470 93 126 gi| 219846645 |ref|NR_026237.1 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
192124 Bacteria_16S 3402029 3401996 93 126 gi|219846644|ref|NR_026236.1 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
192124 Bacteria_16S 3403569 3403536 93 126 gi| 219846643 |ref|NR_026235.1 


strain DSM 20138 


histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
192124 Bacteria_16S 


strain DSM 20116 


strain ATCC 51270 
Bacteria; Bactero 


192124 Bacteria_16 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
192124 Bacteria_16 


strain CIP 103259 
Actinobacteria; A 


192124 Bacteria_16 


strain NCTC 25174 


oc 
3405099 3405066 93 126 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


ar 
ri 
3406625 3406592 93 126 gi 
oc 
3409721 3409688 81 114 gi 
16S ribosomal RNA, partial sequence 

idetes; Bacteroidia; Bacteroidales; Po 
Ss 3412771 3412738 93 126 gi 
16S ribosomal RNA, partial sequence 


rp 


no 
Ss 3414235 3414202 93 126 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
Ss 3415708 3415675 93 126 gi 
16S ribosomal RNA, partial sequence 


no 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 


occineae 


219846642 
tial seq 


dae; Act 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 


34089 


34120 
mycineae 


219846635 


34134 
mycineae 


219846634 


occineae; 
219846638 


hyromona 
219846636 


; Micrococcaceae 
ref |NR_026234.1 
uence 340433 


inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
3 Micrococcacea 
ref |NR_026230.1 
32 3410401 Porphy 
daceae; Porphyro 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref |NR_026226.1 


G 


Brachybacterium 
0 Brachybacterium 
occineae; 


Brachybacterium 
0 Brachybacterium 


occineae; 


Salimicrobium album 
album Bacteria; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Ss. 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


micromonosporaceae Hi 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 


Arthrobacter oxydans 


oxydans Bacteria; 


, 


Arthrobacter. 
Arthrobacter ilicis 


85 Arthrobacter ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 
e: 


Arthrobacter. 
Porphyromonas catoniae 
romonas catoniae 

monas. 

Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Cellulomonas humilata 


’ 


3414964 3416365 Cellulomonas humilata 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 


Cellulomonas. 


192124 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


192124 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


192124 Bacteria_16S 


strain DSM 20315 


3417188 3417155 93 126 gi 
rain CIP 103149 16S ribosomal RNA, par 


Actinomyces. 
3448208 3448175 93 126 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3452909 3452876 93 


v 


126 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_1 


strain DSM 20032 


6S 3454436 3454403 93 126 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_1 


strain DSM 20550 


6S 3455965 3455932 93 126 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_1 


strain DSM 20541 


6S 3457494 3457461 93 126 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


192124 Bacteria_16S 


protophormiae str 
protophormiae Bac 


3458988 3458955 93 126 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


192124 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


192124 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


192124 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


192124 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


192124 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


192124 Bacteria_16S 


crystallopoietes 
crystallopoietes 
Micrococcaceae; A 


192124 Bacteria_16S 


strain DSM 20133 
Actinobacteria; A 


192124 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


192124 Bacteria_16S 


strain DSM43338 
Actinobacteria; A 


192124 Bacteria_16S 


strain DSM 4954 1 
Actinobacteria; A 


192124 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


192124 Bacteria_16S 


strain 6843 DSM 1 
Actinobacteria; A 


192124 Bacteria_16S 


3460509 3460476 93 126 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

3462029 3461996 93 126 gi 
ctinobacteridae; Actinomycetales; Micr 
3463552 3463519 93 126 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 

3465075 3465042 93 126 gi 
ctinobacteridae; Actinomycetales; Micr 
3466598 3466565 93 126 gi 
DSM 20123 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 


3468120 3468087 93 126 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

3469646 3469613 93 126 gi 
ctinobacteridae; Actinomycetales; Micr 
3471164 3471131 93 126 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3474300 3474255 4 49 gi 
16S ribosomal RNA, complete sequence 

ctinobacteridae; Actinomycetales; Cory 
3475823 3475778 4 49 gi 


ctinobacteridae; Actinomycetales; Cory 
3477349 3477304 4 49 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3478810 3478777 93 126 gi 
ctinobacteridae; Actinomycetales; Acti 
3480260 3480227 93 126 gi 


cteria; Actinobacteria; Actinobacterid 


219846633 
tial seque 
ae; Actino 


, 


219846611 
sequence 
Actinomyce 


219846608 


16S ribosomal RNA, partial sequence 3452140 34536 
occineae; 


oc 
219846607 


16S ribosomal RNA, partial sequence 3453662 34551 
occineae; 


oc 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 


ococcineae 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


ococcineae 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino 


’ 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846598 

sequence 

Actinomyce 


219846597 
rtial sequ 


idae; Acti 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 

219846595 
sequence 

Actinomyc 


219846593 

34734 

nebacterin 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 


nebacterin 
219846591 
al sequenc 
e; 


219846590 


6S ribosomal RNA, partial sequence 3478022 34794 


nomycineae 
219846589 


denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


Actinomycet 


Actinomycet 


ref 
nce 
myce 


NR_026225.1 
341641 
Actin 


Actinomyces 
6 3417841 Actinomyces 
tales; omycineae; 
ref |NR_026203.1 
3447437 344895 
tales; Streptomy 


Streptomyces 
2 Streptomyces 
cineae; 


ref|NR_026200.1| Micrococcus lylae 
11 Micrococcus lylae Bacteria; 

3 Micrococcaceae; Micrococcus. 
ref|NR_026199.1| Kocuria kristinae 
36 Kocuria kristinae Bacteria; 

3; Micrococcaceae; Kocuria. 
ref|NR_026198.1| Arthrobacter agilis 
68 Arthrobacter agilis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026197.1| Nesterenkonia halobia 
69 Nesterenkonia halobia Bacteria; 

; Micrococcaceae; Nesterenkonia. 
ref|NR_026195.1] Arthrobacter 

e 3458220 3459692 Arthrobacter 

ales; Micrococcineae; 


v 


’ 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


Arthrobacter 
0 Arthrobacter 
coccineae; 


ref|NR_026193.1 
33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 
omycetales; Micrococcineae; 


Arthrobacter ramosus 


’ 


ref|NR_026191.1 
79 Arthrobacter pascens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026190.1] Arthrobacter 

3465830 3467301 Arthrobacter 
tales; Micrococcineae; Micrococcaceae; 


Arthrobacter pascens 


, 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


ref|NR_026188.1| Arthrobacter citreus 
48 Arthrobacter citreus Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026187.1] Arthrobacter 

3470399 3471862 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


, 


ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_026184.1| Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 

ales; Corynebacterineae; 


Rhodococcus ruber 
occus ruber Bacteria; 


ref|NR_026182.1| Actinomyces georgiae 
43 Actinomyces georgiae Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026181.1| Actinomyces 

3479494 3480915 Actinomyces 


192124 Bacteria_16S 3480352 3480307 4 49 gi| 219846589 |ref|NR_026181.1| Actinomyces 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 3480915 Actinomyces 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

192124 Bacteria_16S 3481738 3481705 93 126 gi|219846588|ref|NR_026180.1| Actinomyces howellii 
strain NCTC 11636 16S ribosomal RNA, partial sequence 3480966 3482380 Actinomyces howellii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
192124 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
192124 Bacteria_16S 


acetireducens str 
acetireducens Bac 


192124 Bacteria_16S 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


192124 Bacteria_16S 


strain DSM 3133 1 


strain DSM 7345 1 
Proteobacteria; D 


192124 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


192124 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


192124 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


192124 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


192124 Bacteria_16S 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
192124 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


192124 Bacteria_1 


strain DSM 20425 


strain DSM 43045 


strain DSM 20145 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


192124 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


192124 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


192124 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
192124 Bacteria_16S 


3483203 3483174 93 122 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3486321 3486288 93 126 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3487887 3487854 93 


al 
di 


s 


, 
126 gi 
oc 


3489438 3489405 93 126 


gi 


eltaproteobacteria; Desulfuromonadales; 


3490950 3490917 93 126 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3494034 3494001 93 126 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3494125 3494080 4 49 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3495414 3495381 93 126 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


Ac 


v 


se 
Ac 


se 
Ac 


al 


3498466 3498433 93 126 gi 
16S ribosomal RNA, partial sequence 
no: 


3499942 3499913 93 122 


gi 


Cetoba 
gi 


obacteriales; ct 


6S 3502856 3502823 93 


Fusobacteriaceae; 
126 


oc 


6S 3504383 3504350 93 126 


gi 


oc 


6S 3505911 3505878 93 126 


gi 


oc 
3507428 3507395 93 126 gi 
DSM 20166 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


3510471 3510438 93 
DSM 2053 
a; Actin 


126 gi 
0 16S ribosomal RNA, partial seq 
obacteria; Actinobacteridae; Act 


3511993 3511960 93 
SM 20427 
Actino 


126 gi 
16S ribosomal RNA, partial se 
bacteria; Actinobacteridae; Ac 


qu 
ti 


, 


3513519 3513486 93 
6S ribos 


126 gi 


teridae; Actinomycetales; Microc 


no: 


sequenc 
ales; Cl 


219846585 


equence 


Actinomyc 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 


quence 


219846580 


quence 
tinomyce 


219846580 


quence 
tinomyce 


219846579 


34946 


es; Pseu 


219846577 


34976 
mycineae 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 


erium. 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_1 


occineae 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_1 


occineae 


219846572 
16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 


occineae 


219846571 


uence 
inomycet 


219846569 


uence 
inomycet 


219846568 


ence 
nomyceta 


219846567 
omal RNA, partial sequence 3512760 35142 


occineae 


3515043 3515010 93 126 gi 


219846566 


mycineae; 
219846587 


occineae 
219846583 
6S ribosomal RNA, partial sequence 3488653 34901 
Desulfur 
219846582 
se 
tinomyce 


v 


, 


’ 


v 


v 


, 


’ 


ref 
e 3482431 3 
ostr 
ref 
etal 


ref 
02 Actinotalea fermentans Bacteria; 


ref 
25 Desulfuromusa 


omon 
ref 


tale 
ref 
tale 
ref 
39 3496156T 


dono 


ref 
92 3499120 Actin 


ref 
73 Cetobacterium 


ref 
72 Brevibacterium linens Bacteria; 


ref 
04 Agromyces ramosus Bacteria; 


ref 
22 Microbacterium barkeri Bacteria; 


ref 
ales; 
ref 
ales 
ref 
les; 


ref 
33 Rathayibacter 


ref 


nomycineae; Actinomycetace 
3481830 3481785 4 49 gi|219846588|ref|NR_026180.1 
16S ribosomal RNA, partial sequence 3480966 3482380 Actino 


Actinomycetace 
NR_026179.1 
48393 
idiaceae; Cl 
NR_026177.1 
3485550 348706 


es; Str 
NR_026176.1 


Cellulomonadac 


NR_026175.1 


adaceae; Des 
49169 


s; Streptomy 


3493260 3 
S; Pseu 


NR_026171.1 
hermo 
cardineae; P 
NR_026169.1 
° 
tinomycetace 
NR_026168.1 


Ac 


NR_026166.1 


Brevibacteriac 


NR_026165.1 


crobacteriac 
NR_026164.1 


Mi 


crobacteriac 
NR_026163.1 
3506673 350814 
Micrococci 


Mi 


v 


NR_026161.1 
3509716 351118 
Micrococci 


’ 


NR_026160.1 
3511236 351270 
Micrococcin 


NR_026159.1 


Microbacteriac 


ae; Actinomyces. 
Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Clostridium 

2 Clostridium 

ostridium. 
Streptomyces 

6 Streptomyces 


eptomycineae; 


Actinotalea fermentans 


eae; Actinotalea. 
Desulfuromusa bakii 

bakii Bacteria; 

ulfuromusa. 
Streptomyces 

3 Streptomyces 

cineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Cetobacterium ceti 
ceti Bacteria; 


Brevibacterium linens 


eae; Brevibacterium. 
Agromyces ramosus 


eae; Agromyces. 
Microbacterium barkeri 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 


NR_026158.1 


Rathayibacter tritici 


strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 


192124 Bacteria_16S 


strain DSM 20542 


strain DSM 20528 


3516561 3516528 93 126 gi 


oc 


3518083 3518050 93 126 gi 


219846565 
16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
192124 Bacteria_16S 219846564 


16S ribosomal RNA, partial sequence 3517327 35187 


ref|NR_026157. 


7 Mi 
ref 


crobact 
NR_026156. 


occineae 


Cc 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
eria 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
192124 Bacteria_16S 3521174 3521145 93 122 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

192124 Bacteria_16S 3525682 3525649 93 126 gi|219846559|ref|NR_026151.1| Clostridium colinum 


strain DSM 6011 1 
Firmicutes; Clost 


192124 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


192124 Bacteria_16S 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


192124 Bacteria_16S 


strain Milford 74 
Proteobacteria; G 


192124 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; G 


192124 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; G 


192124 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


192124 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


192124 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


192124 Bacteria_16S 


strain NS 16S rib 
Proteobacteria; G 


192124 Bacteria_16S 


strain ATCC 35912 
Bacteria; Proteob 


192124 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


ridia; Clostridiales; Clostridiaceae; Cl 
3527250 3527217 93 126 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 
3553397 3553364 93 126 gi 
CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


et 


qu 


, 


3558204 3558163 1 42 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3559684 3559643 1 42 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3561199 3561158 1 42 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3562720 3562679 1 42 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteob 
3564205 3564164 1 42 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3565685 3565644 1 42 gi 

16S ribosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
3567191 35671501 42 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3568697 3568656 1 42 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Vibriona 
3580549 3580516 93 126 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


on 


on 


on 


se 
ac 


on 


on 


le 


1 
ba 


192124 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


192124 Bacteria_16S 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 


Firmicutes; Lacto 


192124 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


192124 Bacteria_16S 
ATCC 33612 16S ribosomal RNA, partial 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


192124 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


192124 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


192124 Bacteria_16S 


periodonticum str 
periodonticum Bac 


192124 Bacteria_16S 


nucleatum subsp. 


3586793 3586764 93 122 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3600673 3600640 93 126 gi 


gi 


et. 


bacillales; Carnobacteriaceae; Dolosig 
3602225 3602192 93 126 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3605272 3605239 93 


ra 


1 
i 


126 gi 
se 
612 Bacteria; Bacteroidetes; Flavobacter 
3606809 3606776 93 126 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 


3614288 3614255 93 126 gi 


s 
ob 


bacillales; Carnobacteriaceae; Alloioc 
3618767 3618738 93 122 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 


oc 


se 
Fu 


6S ribosomal RNA, partial sequence 3524935 35264 
219846558 


id 
219846541 


R 
219846537 
219846536 
219846535 
3560299 35617 
219846534 
219846533 
3563299 3564734 Vibri 
219846532 
219846531 
3566301 35677 


219846530 


219846522 


219846518 
3585997 35874 
219846506 


219846505 


219846503 


219846502 


219846496 
16S ribosomal RNA, partial sequence 3613485 36150 


219846493 


ostridium. 
ref|NR_026150. 
ce 3526458 3 


lostridiace 


e sequen 
iales; C ae; 
ence 
hodospiri les; 
ref |NR_026129. 
98 3558733 V 
ibrio. 
ref |NR_026128. 
84 3560248 V 
ibrio. 
ref|NR_026127. 


35572 
aceae; V 


35587 
aceae; V 


ibrio. 
ref|NR_026126. 

3561815 35632 
ibrionales; 
ref 
o ne 


aceae; V 
quence 
teria; V 


reis Ba 


ref 
35647 
aceae; Vibri 
ref 


Oo. 


ira. 
ref 
07 3569262 V 
onaceae; Vi 
ref 

3579840 3 
Rhodospiril 


aceae; V oO. 

35678 
s; Vibri 
sequence 5812 


cteria; 


ref 
56 Methylomonas 
acea 
ref 


hylococec 


nulum. 
ref 

3601450 36029 
cetales; 


sequence 
Actinomy 


ref 
3604483 36059 
obacteriales; 


quence 
ia; Flav 


ref 

3606022 36074 
es; 
ref 
09 Alloiococcus 


equence 
acterial 


cus. 
ref ul 
3618078 36194 
iaceae; Fusobac 


quence 
sobacter 


3620148 3620119 93 122 gi 
animalis strain NCTC 12276 16S ribosomal 


219846492 


ref 
RNA, partial sequence 


5279 


ibri 


ibri 


vib 
NR_026125.1 
cter 


NR_026124.1 
85 3566250 Vibri 


NR_026123.1 
56 Vibrio diazotrophicus Bacteria; 


NR_026122.1 
ibri 
brio. 
NR_026114.1 
lale 


NR_026110.1 


NR_026097.1 
Actino: 
NR_026095.1 
F 
NR_026094.1 
Flavobacter 
NR_026088.1 


NR_026085.1 


NR_026084.1 


6 
Cc 


fo} 


fo} 


4 
xr 


i 


fo} 


fo} 


6 
s 


4 
m: 


i 
1 


T 


i 


0 
t 


07 Clostridium colinum Bacteria; 


Clostridium 
8 Clostridium 
lostridium. 
Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


Vibrio cincinnatiensis 
cincinnatiensis 


Roseococcus 
5 Roseococcus 
Acetobacteraceae; 


v 


Methylomonas fodinarum 


fodinarum Bacteria; 
e; Methylomo 
NR_026098.1 
99 Dolosigranulum pigrum Bacteria; 


nas. 
Dolosigranulum pigrum 


Actinomyces 
5 Actinomyces 
ycineae; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 

4 Capnocytophaga 
aceae; Capnocytophaga. 
Alloiococcus otitis 


otitis Bacteria; 


Fusobacterium 
8 Fusobacterium 
erium. 


Fusobacterium 
3619459 3620789 


Fusobacterium nucleatum subsp. 
Fusobacteriaceae; 
192124 Bacteria_ 


nucleatum subsp. 
nucleatum subsp. 


192124 Bacteria_ 
subsp. paratuberc 
avium subsp. para 
Corynebacterineae 
192124 Bacteria_ 


strain ATCC 3579 


Bacteria; Actinob 


Mycobacterium. 


192124 Bacteria_ 


strain NCTC 8378 
Bacteria; Proteo 


192124 Bacteria_ 


paracochleata st 
paracochleata Ba 
Streptomycetacea 


192124 Bacteria_ 


strain OS-3256 1 
Actinobacteria; 


192124 Bacteria_ 


halophilum strai 
halophilum Bacte 


192124 Bacteria_ 


psychrotropica s 
psychrotropica B 


192124 Bacteria_ 


filamentus strai 
Bacteria; Bacter 


192124 Bacteria_ 


strain G145 16S 
Tenericutes; Mol 


192124 Bacteria_ 


hansonii strain 
Bacteria; Proteo 


192124 Bacteria_ 


strain C8ST5 16S 
Bacteroidetes; F 


192124 Bacteria_ 


anatipestifer st 
anatipestifer Ba 


192124 Bacteria_ 


auranticolor str 
Bacteria; Actino 
Actinoplanes. 


192124 Bacteria_ 


philippinensis s 
philippinensis B 
Micromonosporace 


192124 Bacteria_ 


sporothermoduran 
sporothermoduran 


192124 Bacteria_ 


strain IFO 14679 
Actinobacteria; 
Actinomadura. 


192124 Bacteria_ 


niveoalba strain 
Bacteria; Actino 
Microtetraspora. 


192124 Bacteria_ 


strain T/457 16S 
Actinobacteria; 
Microtetraspora. 


192124 Bacteria_ 


strain 172 16S r 
Proteobacteria; 


192124 Bacteria_ 
michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 


16S 3627587 3627558 93 122 gi 
5 16S ribosomal RNA, complete sequence 
bacteria; Betaproteobacteria; Neisseria 
16S 3641427 3641394 93 126 gi 
rain M-13 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterida 
e; Kitasatospora. 

16S 3644484 3644451 93 126 
6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Stre 
16S 3653617 3653588 93 122 gi 
n SEBR 3139 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridia 
16S 3662820 3662787 93 126 gi 
train ACAM 179 16S ribosomal RNA, parti 
acteria; Proteobacteria; Gammaproteobac 
16S 3681145 3681112 93 126 gi 
n 215 16S ribosomal RNA, partial sequen 
oidetes; Flavobacteria; Flavobacteriale 
16S 3691674 3691641 93 126 gi 
ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 
16S 3693190 3693161 93 122 gi 
AM6 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Methyloc 
16S 3702176 3702143 93 126 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
16S 3703703 3703670 93 126 gi 
rain ATCC 11845 16S ribosomal RNA, part 
cteria; Bacteroidetes; Flavobacteria; F 
16S 3712704 3712671 93 126 gi 
ain 253 16S ribosomal RNA, partial sequ 
bacteria; Actinobacteridae; Actinomycet 


gi 


1 


16S 
t 
a 
a 


3714165 3714132 93 126 gi 
rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 

16S 3723274 3723241 93 126 gi 
s strain M215 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Bacillales; Bac 
16S 3732045 3732012 93 126 gi 
Actinobacteridae; Actinomycetales; Stre 
16S 3740811 3740778 93 126 gi 
Mt-3 16S ribosomal RNA, partial sequen 
bacteria; Actinobacteridae; Actinomycet 
16S 3742275 3742242 93 126 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 
Stre 
16S 3761862 3761833 93 122 
ibosomal RNA, partial sequence 


Deltaproteobacteria; Desulfuromonadales 
16S 3769189 3769156 93 126 gi 


gi 


acteria; Actinobacteridae; Actinomycet 


animalis Bacteria; 


Fusobacterium. 

16S 3621529 3621500 93 122 gi|219846491|ref 
fusiforme strain SOR 16S ribosomal RNA, partial sequ 
fusiforme Bacteria; Fusobacteria; Fusobacteriales; F 
16S 3622976 3622943 93 126 gi|219846490|ref 
ulosis strain 5617 16S ribosomal RNA, partial sequen 
tuberculosis Bacteria; Actinobacteria; Actinobacteri 
; Mycobacteriaceae; Mycobacterium; Mycobacterium avi 
16S 3626022 3625989 93 126 gi| 219846488 |ref 
9 16S ribosomal RNA, complete sequence 36252 


al 


le 


qu 
e; 


pt 


se 
le 


al 
te. 


ce 
S; 


oc 


ct 


ia 
la 


en 
al 


eq 
ae 


1 
ai. 


pt 


ce 
al 


pt 


, 


219846487 


219846478 


219846476 
3643713 36451 
219846469 
219846463 
219846450 
219846443 
3690909 36923 
219846442 
219846435 
3701387 37028 


219846434 


219846428 


219846427 


219846419 


219846413 
16S ribosomal RNA, partial sequence 3731323 37327 


219846407 


219846406 
3741557 37429 


219846391 
3761076 37625 


Fusobacteria; 


es; Coryneba 
ref 
36267 
Neisseria 
ref 


S; 


ence 
Actinomycet 
ref 
omycineae; S 
ref 
quence 
Ss; Peptococc 
ref 
sequenc 
ria; Alterom 
ref 
36803 
Flavobacter 
ref 


ref 
36924 
cales; Methy 
ref 
eriaceae; Ge 
ref 
1 sequen 
vobacteriale 
ref 
ce 37119 
es; Micromon 
ref 
uence 

Actino: 


‘ myce 
ref 
sequence 
laceae; Baci 
ref 
osporanginea 
ref 
37400 
Stre 


es; ptos 


ref 
osporanginea 
ref 


Geobacterace 


219846385 


68 3626729 Mycob 


80 3628323 Neiss 


3640656 36421 


93 Kitasatospora 


3652827 36543 


e 3662041 36635 


74 3681813 Polar 


15 3693865 Methy 


64 Gelidibacter 


ce 3702915 37043 


82 3713392 Ac 


3713443 37 


3722493 37239 


31 Actinomadura 


91 3741506 Micro 


NR_026083.1 
ence 362084 
usobacteriac 
NR_026082.1 
ce 362222 


um complex ( 
NR_026080.1 
a 
cterineae; 


NR_026079.1 
e 
ceae; Neisse 
NR_026070.1 
3 
it 


ales; Strep 


NR_026068.1 


treptomyceta 
NR_026061.1 
5 
aceae; Desul 
NR_026055.1 
2 
onadales; Co 
NR_026041.1 
as 
iaceae; Pola 
NR_026034.1 


NR_026033.1 
L 
lococcaceae; 


NR_026026.1 


lidibacter. 
NR_026025.1 
0 
s; Flavobact 
NR_026019.1 
tino 
osporineae; 
NR_026018.1 
1485 
icro: 


tales; M 


NR_026010.1 
8 
llus. 
NR_026004.1 
e; Thermomon 
NR_025998.1 

t 
porangineae; 
NR_025997.1 
e; Streptosp 
NR_025982.1 


ae; Geobacte 


ref 


M 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Mycobacterium avium 
1 3623683 Mycobacterium 


dae; Actinomycetales; 


MAC). 
Mycobacterium szulgai 

cterium szulgai 

ycobacteriaceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 

Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 

Polaribacter 
bacter filamentus 
ribacter. 

Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Gelidibacter algens 


algens Bacteria; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 


monosporineae; 


Bacillus 
9 Bacillus 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 
Microtetraspora 
etraspora niveoalba 


Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 


NR_025976.1 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 
192124 Bacteria_16S 3782909 3782876 93 126 gi| 219846375 
leopharyngis strain LL2 16S ribosomal RNA, partial sequence 37821 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
192124 Bacteria_16S 3784392 3784359 93 126 gi| 219846374 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 37836 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

192124 Bacteria_16S 3787348 3787315 93 126 gi| 219846372 
strain PU 16S ribosomal RNA, partial sequence 3786577 37880 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025965.1 
21 3785045 Mycopl 


ref|NR_025963.1 


Mycoplasma 
asma leopharyngis 


Mycoplasma 
asma leonicaptivi 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


192124 Bacteria_16S 3793377 3793344 93 126 gi|219846368|ref|NR_025959.1| Polaribacter 
franzmannii strain 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polaribacter franzmannii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

192124 Bacteria_16S 3796381 3796348 93 126 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

192124 Bacteria_16S 3832911 3832882 93 122 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

192124 Bacteria_16S 3835821 3835792 93 122 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
strain C-1 16S ribosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

192124 Bacteria_16S 3837351 3837322 93 122 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

192124 Bacteria_16S 3840400 3840367 93 126 gi|219846335|ref|NR_025925.1| Blastococcus 
aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
Blastococcus. 
192124 Bacteria_16S 3845014 3844981 93 126 gi| 219846332 


strain AW 25 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Staphylococcus. 

192124 Bacteria_16S 3852480 3852447 93 126 gi 
cellulolyticus strain CD2 16S ribosomal RNA, partial se 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; R 
192124 Bacteria_16S 3863148 3863115 81 114 gi| 219846320 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 38638 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenel 
192124 Bacteria_16S 3875372 3875343 93 122 gi| 219846312 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
192124 Bacteria_16S 3881547 3881514 93 126 gi| 219846308 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacte 
Thermoanaerobacter. 

192124 Bacteria_16S 3887829 3887800 93 122 gi 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisser 
192124 Bacteria_16S 3889367 3889338 93 122 gi| 219846302 
strain N 155 16S ribosomal RNA, partial sequence 3888563 38900 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
192124 Bacteria_16S 3890904 3890875 93 122 gi| 219846301 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kinge 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella 
192124 Bacteria_16S 3892434 3892405 93 122 gi| 219846300 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequ 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; 
Halomonas. 
192124 Bacteria_16S 


3844228 38456 


219846327 
quence 


219846304 
partial se 


3897124 3897095 93 122 gi 
muriaticus strain X-1 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; 
192124 Bacteria_16S 3932179 3932150 93 122 gi 
adiacens strain GIFU 12706 16S ribosomal RNA, complete 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnoba 
192124 Bacteria_16S 3939440 3939403 1 38 gi 
extorquens strain TK 0001 16S ribosomal RNA, complete s 
extorquens Bacteria; Proteobacteria; Alphaproteobacteri 
Methylobacterium. 


219846297 
ce 38963 
Tetrageno 
219846272 
sequence 

cteriaceae 
219846266 
equence 

a; Rhizobi 


kineae; Geoderma 


ref |NR_025922.1 


ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref|NR_025910.1 


la. 
ref |NR_025902.1 
seria. 
NR_025898.1 
8 
a 


Neis 


s; Thermoan 
ref 
quen 
iale 
ref 


NR_025894.1 
ce 388702 
s; Neisseria 
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192124 Bacteria_16S 4002917 4002876 1 42 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

192124 Bacteria_16S 4004377 4004348 93 122 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

192124 Bacteria_16S 4007298 4007265 93 126 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

192124 Bacteria_16S 4011878 4011845 93 126 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
192124 Bacteria_16S 4013423 4013390 93 126 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

192124 Bacteria_16S 4014902 4014869 93 126 gi|219846213|ref|NR_025803.1| Winodgradskyella 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
192124 Bacteria_16S 4016381 4016348 93 126 gi|219846212|ref|NR_025802.1| Winogradskyella 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Winogradskyella. 

192124 Bacteria_16S 4022498 4022469 93 122 gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

192124 Bacteria_16S 4042225 4042192 93 126 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

192124 Bacteria_16S 4046884 4046843 1 42 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 4049822 4049789 93 126 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
192124 Bacteria_16S 4051254 4051221 93 126 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

192124 Bacteria_16S 4054210 4054177 93 126 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
192124 Bacteria_16S 4054301 4054256 4 49 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
192124 Bacteria_16S 4055715 4055686 93 122 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

192124 Bacteria_16S 4058745 4058712 93 126 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

192124 Bacteria_16S 4067803 4067770 93 126 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

192124 Bacteria_16S 4069343 4069310 93 126 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

192124 Bacteria_16S 4087710 4087677 93 126 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 
strain KMM 3951 16S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

192124 Bacteria_16S 4089201 4089168 93 126 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 
strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

192124 Bacteria_16S 4090690 4090657 93 126 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
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sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
192124 Bacteria_16S 4098085 4098052 93 126 gi|219846154|ref|NR_025744.1]| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
192124 Bacteria_16S 4104109 4104068 1 42 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 4105572 4105539 93 126 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

192124 Bacteria_16S 4110158 4110113 4 49 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
192124 Bacteria_16S 4111724 4111679 4 49 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
192124 Bacteria_16S 4114703 4114670 93 126 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

192124 Bacteria_16S 4120731 4120698 93 126 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
192124 Bacteria_16S 4125349 4125316 93 126 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

192124 Bacteria_16S 4132947 4132918 93 122 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

192124 Bacteria_16S 4162407 4162374 93 126 gi|219846106|ref|NR_025696.1| Algibacter lectus 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

192124 Bacteria_16S 4182261 4182232 93 122 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

192124 Bacteria_16S 4183744 4183711 93 126 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

192124 Bacteria_16S 4186872 4186831 1 42 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

192124 Bacteria_16S 4195911 4195882 93 122 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
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coccus acidaminovorans 
Ss. 

Palaeococcus 


ferrophilus Archaea; 


Ignicoccus hospitalis 


Ignicoccus hospitalis Archaea; 


Archaeoglobus 
oglobus profundus 
lobus. 

Pyrobaculum 
culum arsenaticum 
lum. 

Methanotorris 

Methanotorris 
caceae; Methanotorris. 
Methanoculleus 
oculleus thermophilus 
Methanoculleus. 
Thermoplasma 
plasma acidophilum 
ermoplasma. 
Pyrodictium occultum 


8 Pyrodictium occultum Archaea; 


Methanococcus aeolicus 
aeolicus Archaea; 


Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 
Methanofollis 
liminatans Archaea; 
ollis. 
Methanoculleus 
oculleus palmolei 
Methanoculleus. 
Methanolinea tarda 
chaea; Euryarchaeota; 


Picrophilus oshimae 


1 Picrophilus oshimae Archaea; 


ref |NR_029054.1 


Pyrococcus horikoshii 


Pyrococcus horikoshii Archaea; 


coccus. 


192124 Archaea_16S 20033 19990 83 126 gi| 265678748 |ref|NR_029053.1| Pyrococcus glycovorans 
strain AL585 16S ribosomal RNA, partial sequence 19321 20728 Pyrococcus glycovorans Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 

192124 Archaea_16S 63069 63026 83 126 gi|254971333|ref|NR_028251.1| Thermococcus 
guaymasensis TYS 16S ribosomal RNA, partial sequence 62331 63629 Thermococcus guaymasensis Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

192124 Archaea_16S 111052 111009 83 126 gi|254971298|ref|NR_028216.1| Thermococcus 
kodakarensis KOD1 16S ribosomal RNA, partial sequence 110290 111787 Thermococcus kodakarensis KOD1 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

192124 Archaea_16S 130621 130578 83 126 gi|254971278|ref|NR_028196.1| Thermococcus stetteri 
K-3 16S ribosomal RNA, partial sequence 129880 131321 Thermococcus stetteri Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

192124 Archaea_16S 132114 132071 83 126 gi|254971277|ref|NR_028195.1| Thermococcus siculi 
RG-20 16S ribosomal RNA, partial sequence 131372 132813 Thermococcus siculi Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

192124 Archaea_16S 133611 133568 83 126 gi|254971276|ref|NR_028194.1| Thermococcus profundus 
DT5432 16S ribosomal RNA, partial sequence 132864 134310 Thermococcus profundus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

192124 Archaea_16S 135105 135062 83 126 gi|254971275|ref|NR_028193.1| Thermococcus 
peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 134361 135805 Thermococcus peptonophilus JCM 
9653 Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

192124 Archaea_16S 155973 155930 83 126 gi|254971261|ref|NR_028179.1| Thermococcus 
thioreducens OGL-20P 16S ribosomal RNA, partial sequence 155248 156699 Thermococcus thioreducens 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

192124 Archaea_16S 40550 40508 72 114 gi|254971315|ref|NR_028233.1| Halomicrobium katesii 
Al-5 16S ribosomal RNA, partial sequence 39778 41196 Halomicrobium katesii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halomicrobium. 

192124 Archaea_16S 70424 70378 76 122 gi|254971328|ref|NR_028246.1| Acidianus brierleyi 
DSM 1651 16S ribosomal RNA, partial sequence 69647 71106 Acidianus brierleyi Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

192124 Archaea_16S 71922 71876 76 122 gi|254971327|ref|NR_028245.1| Acidianus infernus 
So4a 16S ribosomal RNA, partial sequence 71157 72584 Acidianus infernus Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

192124 Archaea_16S 103465 103419 76 122 gi|254971303|ref|NR_028221.1| Acidianus ambivalens 
LEI 10 16S ribosomal RNA, partial sequence 102701 104162 Acidianus ambivalens Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

192124 Archaea_16S 762 717 81 126 gi|265679008|ref|NR_029316.1| Sulfophobococcus 
zilligii strain Kl 16S ribosomal RNA, partial sequence 1 1463 Sulfophobococcus zilligii 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Sulfophobococcus. 

192124 Archaea_16S 3761 3728 93 126 gi|265678906|ref|NR_029214.1| Thermofilum pendens 
strain Hvv3, DSM 2475 16S ribosomal RNA, partial sequence 2983 4491 Thermofilum pendens Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermofilaceae; Thermofilum. 

192124 Archaea_16S 25940 25895 81 126 gi|265678611|ref|NR_028916.1| Ignicoccus pacificus 
strain LPC33 16S ribosomal RNA, partial sequence 25191 26521 Ignicoccus pacificus Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Ignicoccus. 

192124 Archaea_16S 27351 27306 81 126 gi|265678572|ref|NR_028877.1| Staphylothermus 
hellenicus strain P8 16S ribosomal RNA, partial sequence 26572 27943 Staphylothermus hellenicus 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Staphylothermus. 

192124 Archaea_16S 30171 30138 93 126 gi| 265678552 |ref|NR_028856.1| Methanoculleus 
submarinus strain Nankai-1 16S ribosomal RNA, partial sequence 29453 30847 Methanoculleus 
submarinus Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; 
Methanoculleus. 

192124 Archaea_16S 31665 31620 81 126 gi| 265678527 |ref|NR_028831.1| Archaeoglobus 
veneficus strain SNP 6 16S ribosomal RNA, partial sequence 30898 32348 Archaeoglobus veneficus 
Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

192124 Archaea_16S 37453 37420 93 126 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 
strain IC-059 16S ribosomal RNA, partial sequence 36706 38182 Vulcanisaeta souniana Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Vulcanisaeta. 

192124 Archaea_16S 39010 38969 81 122 gi| 265678307 |ref|NR_028609.1| Sulfolobus tokodaii 
strain 7 16S ribosomal RNA, partial sequence 38233 39727 Sulfolobus tokodaii Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

192124 Archaea_16S 51096 51063 81 114 gi|254971284|ref|NR_028202.1| Methanobacterium 
beijingense 8-2 16S ribosomal RNA, partial sequence 50371 51786  Methanobacterium beijingense Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

192124 Archaea_16S 64405 64372 81 114 gi|254971332|ref|NR_028250.1| Methanothermobacter 
thermophilus M 16S ribosomal RNA, partial sequence 63680 65111 Methanothermobacter thermophilus 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 
192124 Archaea_16S 65905 65872 81 114 gi|254971331|ref|NR_028249.1| Methanothermobacter 
thermoflexus IDZ 16S ribosomal RNA, partial sequence 65162 66615 Methanothermobacter thermoflexus 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 
192124 Archaea_16S 67415 67382 81 114 gi|254971330|ref|NR_028248.1| Methanothermobacter 
defluvii ADZ 16S ribosomal RNA, partial sequence 66666 68110 Methanothermobacter defluvii Archaea; 


Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 


192124 Archaea_16S 


subterraneum A8p 
Archaea; 


Archaea; 


Archaea; 


192124 Archaea_16S 


congolense C 16S 


Euryarchaeota; Methanobacteria; Methano 
192124 Archaea_16S 
oryzae FPi 16S ribosomal RNA, partial s 
Euryarchaeota; Methanobacteria; Methano 
192124 Archaea_16S 


16S ribosomal RNA, par 
Euryarchaeota; 
192124 Archaea_16S 
thermautotrophicus Marburg 16S ribosoma 
thermautotrophicus Archaea; 
Methanothermobacter. 
192124 Archaea_16S 
stadtmanae DSM 3091 16S ribosomal RNA, 
Euryarchaeota; 
192124 Archaea_16S 
alcaliphilum WeN4 16S ribosomal RNA, pa 
Euryarchaeota; 
192124 Archaea_16S 
GSS1 16S ribosomal RNA, partial sequence 
Euryarchaeota; Thermoplasmata; 


68885 68852 81 


Methanobacteria; 
76433 76400 81 


Euryarchaeota; 


Arc51 16S ribosomal RNA, partial sequence 


Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; 
192124 Archaea_16S 
chikugoensis MG62 16S ribosomal RNA, partial sequence 19248 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; 
192124 Archaea_16S 


Archaea; 


193205 193172 93 


199172 199139 93 


MHT-1 16S ribosomal RNA, partial sequence 


Euryarchaeota; Methanomicrobia; Methanomicrobiales; 
192124 Archaea_16S 
formicicum strain DSMZ1535 16S ribosomal RNA, partial sequence 
formicicum Archaea; Euryarchaeota; Methanobacteria; Methanobacter 


Methanobacterium. 


192124 Archaea_16S 
halotolerans strain SEBR 4845 16S ribosomal RNA, partial sequence 
halotolerans Archaea; Euryarchaeota; Methanomicrobia; Methanomicr 


Methanocalculus. 


192124 Archaea_16S 
solfataricus strain IFO 15331 16S ribosomal RNA, partial sequence 
solfataricus Archaea; Crenarchaeota; Thermoprotei; 
192124 Archaea_16S 


205103 205070 81 


206543 206510 93 


9658 9618 82 


42003 41971 82 


BD-3 16S ribosomal RNA, partial sequence 


Euryarchaeota; Halobacteria; 
192124 Archaea_16S 


Archaea; 


Halobacteriales; Halobacteriaceae; H 

48101 48061 82 122 gi| 254971293 

sulfidivorans JP7 16S ribosomal RNA, partial sequence 47327 
Sulfolobales; Sulfolobaceae 

73391 73359 82 114 gi| 254971326 


Halorubrum. 


192124 Archaea_16S 
petrolearius SEBR 4847 16S ribosomal RNA, partial sequence 

Euryarchaeota; Methanomicrobia; Methanomicrobiales; 
192124 Archaea_16S 


Archaea; 


Crenarchaeota; Thermoprotei; 
192124 Archaea_16S 
lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 
lacusprofundi ATCC 49239 Archaea; 


77947 77887 66 


86874 86842 82 


TR-1 16S ribosomal RNA, partial sequence 


Halobacteria; 


Archaea; 


Archaea; 


Halobacteriales; 
192124 Archaea_16S 
tebenquichense ALT-6 16S ribosomal RNA, partial 
Euryarchaeota; 
192124 Archaea_16S 

californiense SF3-213 16S ribosomal RNA, partial sequence 89160 
Euryarchaeota; Halobacteriales; 
192124 Archaea_16S 


88396 88364 82 


Halobacteria; 
89917 89885 82 


Halobacteria; 


91402 91370 82 


Fa-1 16S ribosomal RNA, partial sequence 


Halobacteria; 


9-3 


Halobacteria; 


Halobacteriales; 
192124 Archaea_16S 
16S ribosomal RNA, partial sequence 
Euryarchaeota; Halobacteria; 
192124 Archaea_16S 
16S ribosomal RNA, partial sequence 
Halobacteriales; 


94385 94353 82 
Halobacteriales; 
95905 95873 82 
95149 


Halobacteriaceae; 


Halobacteriaceae; 


114 


tial sequence 68161 69596 
Methanobacteriales; 


114 


1 RNA, partial sequence 


126 


126 


198 


114 


126 


122 


114 
412 


Euryarchaeota; 


126 


114 
861 


114 


Halobacteriales; 


114 


114 
906 


114 
936 
Ha 
114 
966 


Halobacteriaceae; 


gi|254971329 


gi|254971323 


gi|254971234 
Meth 

gi] 254971230 
437 199866 Metha 
Genera incert 
gi|219857440 


gi| 219857242 


gi| 265678822 
Sulfolobales; 
gi|]254971311 


47 42718 Haloa 


Halobacteria; Ha 


254971322 
77203 
Meth 

gi| 254971316 
18 87589 Haloa 
Haloarcula. 

gi| 254971314 
sequence 87640 
Halobacter 
254971313 


gi 


gi 


Halobacter 

gi|254971312 

46 92115 Halor 
Halorubrum. 

gi|254971309 

29 95098 Halor 


lobacteriaceae; H 


Archaeoglobus. 


ref |NR_028247.1 


ref|NR_028241.1 
75671 77152 


ref|NR_028152.1 


anomicrobiaceae 
ref |NR_028148.1 
nocalculus pumil 


ref |NR_025028.1 
204386 205761 
iales; 


ref |NR_024870.1 
205812 207255 
obiales; Genera 


ref|NR_029127.1 

8883 10377 
Sulfolobaceae; S 
ref |NR_028229.1 
recula amylolytic 
aloarcula. 
ref|NR_028211.1 

48799 Acidia 
; Acidianus. 
ref |NR_028244.1 

72635 74098 
lobacteriales; H 


ref |NR_028240.1 

78631 Methan 
anomicrobiaceae; 
ref |NR_028234.1 


ref |NR_028232.1 

89109 Haloru 
iaceae; Halorubr 
ref |NR_028231.1 

90595 Haloru 
iaceae; Halorubr 
ref |NR_028230.1 


ref |NR_028227.1 
ubrum lipolyticu 
alorubrum. 


gi|254971308 
18 
Halorubrum. 


Halorubrum arcis Archaea; 


ref|NR_028226.1 


ubrum litoreum Archaea; 


Methanobacterium 


Methanobacterium subterraneum 
Methanobacteriaceae; 


Methanobacterium. 
Methanothermobacter 
Methanothermobacter 


Methanobacteria; Methanobacteriales; Methanobacteriaceae; 


83878 83845 81 114 gi|254971318|ref|NR_028236.1| Methanosphaera 

partial sequence 83122 84546 Methanosphaera stadtmanae 
Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanosphaera. 
92885 92852 81 114 gi|254971310|ref|NR_028228.1| Methanobacterium 
rtial sequence 92166 93578 Methanobacterium alcaliphilum 
Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 
146954 146913 81 122 gi|254971267|ref|NR_028185.1| Thermoplasma volcanium 
146236 147646 Thermoplasma volcanium Archaea; 
Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 
162007 161974 81 114 gi|254971257|ref|NR_028175.1| Methanobacterium 
ribosomal RNA, partial sequence 161275 162727 Methanobacterium congolense Archaea; 
bacteriales; Methanobacteriaceae; Methanobacterium. 

168003 167970 81 114 gi|254971253|ref|NR_028171.1| Methanobacterium 
equence 167250 168695 Methanobacterium oryzae Archaea; 
bacteriales; Methanobacteriaceae; Methanobacterium. 

175392 175347 81 126 gi|254971248|ref|NR_028166.1| Archaeoglobus infectus 

174670 176081 Archaeoglobus infectus Archaea; 


Methanoculleus 


Methanoculleus. 
Methanocalculus strain 
us Archaea; 


8 193917 Methanoculleus chikugoensis 
7 


ae sedis; Methanocalculus. 


Methanobacterium 
Methanobacterium 


Methanobacteriaceae; 


Methanocalculus 
Methanocalculus 
incertae sedis; 


Sulfolobus 

Sulfolobus 

ulfolobus. 

Haloarcula amylolytica 
a Archaea; 


Acidianus 
nus sulfidivorans JP7 


Halorubrum 
Halorubrum 
alobacteriaceae; 


Methanoplanus 
oplanus petrolearius 
Methanoplanus. 
Haloarcula japonica 


rcula japonica Archaea; Euryarchaeota; 


Halorubrum 

brum tebenquichense 
um. 

Halorubrum 

brum californiense 

um. 

Halorubrum litoreum 
Euryarchaeota; 


Halorubrum 
m Archaea; 


lipolyticum 


Halorubrum arcis AJ201 


Euryarchaeota; 


192124 Archaea_16S 
JCM 
Euryarchaeota; 
192124 Archaea_16S 


argentinensis arg-1 16S ribosomal RNA, partial sequence 
Euryarchaeota; 


Archaea; 
192124 Archaea_16S 


cupricumulans BH2 16S ribosomal RNA, partial sequence 
Euryarchaeota; 


Archaea; 
192124 Archaea_16S 
C23 
Halobacteria; 
192124 Archaea_16S 


xinjiangense BD-1 16S ribosomal RNA, partial sequence 
Euryarchaeota; 


Archaea; 
192124 Archaea_16S 


104969 104937 82 


Halobacteriales; 
108005 107973 82 


Halobacteria; 
114113 114073 82 


Thermoplasmata; 
118640 118608 82 


16S ribosomal RNA, partial sequence 
Halobacteriales; 


120145 120113 82 


Halobacteria; 
149962 149922 82 


Halobacteriaceae; 


acidiphilum Y 16S ribosomal RNA, partial sequence 


Euryarchaeota; 
192124 Archaea_16S 
4P 16S ribosomal 
Halobacteria; 
192124 Archaea_16S 


Thermoplasmata; 


182825 182793 82 


RNA, partial sequence 
Halobacteriales; 


184343 184311 82 


Y-27 16S ribosomal RNA, partial sequence 


Halobacteria; 
192124 Archaea_16S 
okinawensis IH1 
Archaea; 
192124 Archaea_16S 
vannielii strain 
Archaea; 
192124 Archaea_16S 


solfataricus strain IFO 15331 16S ribosomal RNA, partia 


Halobacteriales; 


188829 188797 82 


212557 212525 82 


SB 16S ribosomal RNA, partial 
Euryarchaeota; Methanococci; Methanococcales; 


9743 9713 1 


Halobacteriaceae; 


Halobacteriaceae; 


Thermoplasmatales; 


114 


31 


solfataricus Archaea; Crenarchaeota; Thermoprotei; 


192124 Archaea_16S 
denitrificans S1 
Euryarchaeota; 
192124 Archaea_16S 


petrolearius SEBR 4847 16S ribosomal RNA, partial seque 
Euryarchaeota; Methanomicrobia; Methanomicrobi 


Archaea; 
192124 Archaea_16S 


43543 43493 64 


Halobacteriales; 


78016 77990 1 


97502 97476 1 


AK-1 16S ribosomal RNA, partial sequence 
Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; 


192124 Archaea_16S 
JCM 
Halobacteria; 
192124 Archaea_16S 


Euryarchaeota; 
192124 Archaea_16S 


ATCC 33500 16S ribosomal RNA, partial sequence 
Euryarchaeota; 


Archaea; 
192124 Archaea_16S 


Halobacteriales; 


98928 98878 64 


106498 106456 72 


Halobacteriales; 
112612 112562 64 


Halobacteria; 
115629 115579 64 


ZJ206 16S ribosomal RNA, partial sequence 


Halobacteria; 
192124 Archaea_16S 
sulfurifontis M6 
Euryarchaeota; 
192124 Archaea_16S 
noricense Al 16S 
Euryarchaeota; 
192124 Archaea_16S 


Halobacteriales; 


121664 121614 64 


Halobacteriales; 
143983 143933 64 


Halobacteriales; 
178450 178424 1 


NOBI-1 16S ribosomal RNA, partial sequence 


Methanomicrobia; 
192124 Archaea_16S 


lagunensis strain IC-154 16S ribosomal RNA, partial seq 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldis 


192124 Archaea_16S 


acididurans strain ATM 16S ribosomal RNA, partial seque 


Archaea; 
192124 Archaea_16S 


Methanomicrobiales; 


208073 208023 76 


33159 33126 81 


46564 46531 81 


Ma-2.38 16S ribosomal RNA, partial sequence 


Halobacteria; 


Halobacteriales; 


Halobacteriace 


Halobacteriaceae; 


114 


Halobacte 


27 


27 
96669 


114 


9060 16S ribosomal RNA, partial sequence 98155 
Halobacteriaceae; 


114 


114 


Halobacter 

114 gi|254971291 

114855 116327 Halof 
Haloferax. 

114 gi|254971286 


114 


ribosomal RNA, partial sequence 
Halobacteria; 


Genera incertae se 


Euryarchaeota; Methanobacteria; Methanobacteri 


sequence 


Haloru 


Halobacte 


Halobacte 


16S ribosomal RNA, partial sequence 188085 18947 
Euryarchaeota; Methanococci; Methanococcales; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 42769 
Halobacteria; 


gi 


gi 
98104 


gi. 
99622 
gi 


gi 


16S ribosomal RNA, partial sequence 120909 12231 
Halobacteria; 


gi 


Methanococ 
219846128 


Methanococ 
265678822 
1 sequence 
Sulfolobales; 

254971297 


riaceae; 
254971322 
nce 77203 
ales; 
254971307 


254971306 


brum. 
254971301 
mukohataei arg-2 16S ribosomal RNA, partial sequence 105730 10719 
Halobacteria; riaceae; 
254971294 
111838 11330 
Halobacteriales; 


riaceae; 
254971269 
143230 14466 


21188 


44237 
H 


Meth 


Metha 
Methano 


Halor 


H 


H 


aloferax. 
ref |NR_028187.1 
3 Halobacterium 
alobacterium. 
ref |NR_028163.1 
nolinea tarda Ar 
nolinea. 
ref|NR_024799.1 

207306 208771 
Caldisphaeracea 
ref|NR_028779.1 

33757 Methan 
anobacteriaceae; 


Halorubrum distributum 


9100 16S ribosomal RNA, partial sequence 104213 105679 Halorubrum distributum Archaea; 
Halobacteria; 


Haloarcula 


9 108715 Haloarcula argentinensis 


Ferroplasma 
lasma cupricumulans 
plasma. 

Haloquadratum walsbyi 
Archaea; Euryarchaeota; 


Halorubrum 

brum xinjiangense 
um. 

Ferroplasma 


2 Ferroplasma acidiphilum Archaea; 


Halorubrum terrestre 
Archaea; Euryarchaeota; 


Haloarcula hispanica 
Archaea; Euryarchaeota; 


114 gi|254971302|ref|NR_028220.1 
Halobacteriaceae; Halorubrum. 
114 gi|254971300|ref|NR_028218.1 
10724 
Halobacteriales; Halobacteriaceae; Haloarcula. 
122 gi|254971292|ref|NR_028210.1 
113360 114804 Ferrop 
Thermoplasmatales; Ferroplasmaceae; Ferro 
114 gi| 254971289 |ref|NR_028207.1 
117900 119338 Haloquadratum walsbyi 
Haloquadratum. 
114 gi| 254971287 |ref|NR_028205.1 
119389 120858 Haloru 
Halobacteriales; Halobacteriaceae; Halorubr 
122 gi|254971265|ref|NR_028183.1 
149200 15065 
Ferroplasmaceae; Ferroplasma. 
114 gi|254971242|ref|NR_028160.1 
182070 183536 Halorubrum terrestre 
Halorubrum. 
114 gi|254971241|ref|NR_028159.1 
183587 185058 Haloarcula hispanica 
Haloarcula. 
114 gi|254971237|ref|NR_028155.1 


Methanothermococcus 


6 Methanothermococcus okinawensis 


caceae; Methanothermococcus. 
ref|NR_025718.1| Methanococcus 
9 213145 Methanococcus vannielii 
caceae; Methanococcus. 
ref|NR_029127.1] Sulfolobus 

8883 10377 Sulfolobus 
Sulfolobaceae; Sulfolobus. 
ref|NR_028215.1] Haloferax 

Haloferax denitrificans Archaea; 
aloferax. 
ref|NR_028240.1] Methanoplanus 

78631 Methanoplanus petrolearius 
anomicrobiaceae; Methanoplanus. 
ref|NR_028225.1| Methanogenium marinum 
nogenium marinum Archaea; Euryarchaeota; 
genium. 
ref|NR_028224.1| Halorubrum vacuolatum 
ubrum vacuolatum Archaea; Euryarchaeota; 
ref|NR_028219.1| Halomicrobium 
8 Halomicrobium mukohataei Archaea; 
alomicrobium. 
ref|NR_028212.1| Haloferax mediterranei 
9 Haloferax mediterranei ATCC 33500 
iaceae; Haloferax. 
ref|NR_028209.1| Haloferax larsenii 
erax larsenii Archaea; Euryarchaeota; 
ref|NR_028204.1| Haloferax 


7 Haloferax sulfurifontis Archaea; 


Halobacterium 
noricense Archaea; 


Methanolinea tarda 
chaea; Euryarchaeota; 


Caldisphaera 
Caldisphaera 

e; Caldisphaera. 
Methanobrevibacter 
obrevibacter acididurans 
Methanobrevibacter. 


ref|NR_028213.1 


Haloferax gibbonsii 


Haloferax gibbonsii Archaea; Euryarchaeota; 


Halobacteriaceae; H 
27 gi]254971245 
177617 179049 Metha 

dis; Metha 
126 gi|219857171 
uence 
phaerales; 
114 gi| 265678476 
nce 32399 
ales; Meth 
114 gi| 254971295 
45807 47276 
ae; Haloferax. 


192124 Archaea_16S 
paludicola SANAE 
Archaea; 
192124 Archaea_16S 


Methanomicrobia; 
192124 Archaea_16S 


54113 
16S ribosomal RNA, partial sequence 53363 54799 
Euryarchaeota; Methanomicrobia; Methanocellales; 
74902 
Opfikon 16S ribosomal RNA, partial sequence 


54080 81 


74869 81 


97373 93 


AK-1 16S ribosomal RNA, partial sequence 


Methanomicrobia; 
192124 Archaea_16S 
2 16S ribosomal 
Halobacteria; 


Halobacteriales; 


192124 Archaea_16S 166518 166485 81 114 gi|254971254|ref|NR_028172.1 
AX-2 16S ribosomal RNA, partial sequence 165778 167199 Halorhabdus utahensis 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorhabdus. 

192124 Archaea_16S 172468 172435 81 114 gi|254971250|ref|NR_028168.1 
hamelinensis 100A6 16S ribosomal RNA, partial sequence 171730 173164 Haloco 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococc 
192124 Archaea_16S 176873 176840 81 114 gi| 254971247 |ref|NR_028165.1 
TL6 16S ribosomal RNA, partial sequence 176132 177566 Haloferax prahovense 

Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

192124 Archaea_16S 185866 185833 81 114 gi|254971240|ref|NR_028158.1 
Aa 2.2 16S ribosomal RNA, partial sequence 185109 186581 Haloferax lucentense 

Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

192124 Archaea_16S 187366 187333 81 114 gi|254971239|ref|NR_028157.1 
thermophila PT 16S ribosomal RNA, partial sequence 186632 188034 Methanosaeta 

Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta 
192124 Archaea_16S 194725 194692 81 114 gi|254971233|ref|NR_028151.1 
TM 16S ribosomal RNA, partial sequence 193968 195439 Haloferax alexandrinu 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

192124 Archaea_16S 202177 202144 81 114 gi|219878416|ref|NR_025555.1 
salinarum strain 91-R6 16S ribosomal RNA, partial sequence 201441 202874 Haloba 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobact 
192124 Fungi_16S 863 818 4 49 gi|265678352|ref|NR_028654.1 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
192124 Fungi_16S 2372 2327 4 49 gi|265678351|ref|NR_028653.1 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
192124 Fungi_16S 3910 3865 4 49 gi|265678350|ref|NR_028652.1 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
192124 Fungi_16S 5470 5425 4 49 gi| 265678349 |ref|NR_028651.1 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
192124 Fungi_16S 7026 6981 4 49 gi| 265678348 |ref|NR_028650.1 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
192124 Fungi_16S 8528 8483 4 49 gi|265678342|ref|NR_028644.1 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
192124 Fungi_16S 11495 11450) «4 49 gi|219857175|ref|NR_024803.1 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 

yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Nocardia. 

199030 Bacteria_16S 1145318 1145236 2 84 gi|253680760|ref|NR_028008.1 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 114556 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

199030 Bacteria_16S 2147265 2147184 2 83 gi| 219857637 |ref|NR_025226.1 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 21475 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
199030 Bacteria_16S 2816451 2816370 2 83 gi| 219856913 |ref|NR_024734.1 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 2815260 281674 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseud 
Pseudomonas. 

199030 Bacteria_16S 2972052 2971971 2 83 gi| 219846942 |ref|NR_026534.1 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 297232 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 
Pseudomonas. 

199030 Bacteria_16S 2973567 2973486 2 83 gi| 219846941 |ref|NR_026533.1 


114 


114 


74149 


126 
96669 


114 


gi 


gi 


75620 


gi 
98 


Methanomicrobiales; Methanomicrobiaceae; 
123105 123072 81 
RNA, partial sequence 122368 123771 Haloferax volcanii Archaea; 
Halobacteriaceae; 


gi 


Haloferax. 


254971246 


254971324 


254971307 


104 


254971285 


Methano 


ref 


ref 


Methanosaeta concilii 
Methanosarcinales; Methanosaetaceae; Methanosaeta. 
97406 


ref 


ref 


Methanocella 
Methanocell 


NR_028164.1 


aceae; 
NR_028242.1 


NR_028225.1 


Methanogenium marinum Archaea; 
genium. 


NR_028203.1 


Methanocella 


paludicola SANAE 
Methanocella. 


Methanosaeta concilii 
Archaea; Euryarchaeota; 


Methanogenium marinum 
Euryarchaeota; 


Haloferax volcanii DS 


Euryarchaeota; 


Halorhabdus utahensis 
Archaea; Euryarchaeota; 


Halococcus 

ccus hamelinensis 

us. 

Haloferax prahovense 
Archaea; Euryarchaeota; 


Haloferax lucentense 
Archaea; Euryarchaeota; 


Methanosaeta 


thermophila PT Archaea; 


Haloferax alexandrinus 
s Archaea; 


Halobacterium 
cterium salinarum 
erium. 

Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 


citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 


citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


199030 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


199030 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


199030 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


199030 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


199030 Bacteria_16S 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


199030 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


199030 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 


caldus strain KU 


Proteobacteria; G 


199030 Bacteria_16S 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


199030 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


199030 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


199030 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


199030 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


199030 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


199030 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


199030 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


199030 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


199030 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


199030 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


199030 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


199030 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


199030 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


199030 Bacteria_16S 


3629592 3629511 2 83 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3632701 3632620 2 83 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3774147 3774066 2 83 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
1815297 1815214 2 85 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2287162 2287067 12 106 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 
2472113 2472018 12 106 gi 
acteria; Gammaproteobacteria; Chromati 
2997975 2997872 2 104 gi 


ammaproteobacteria; Acidithiobacillale 
563558 563476 2 84 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
2303620 2303538 2 84 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2863911 2863829 2 84 gi 


ammaproteobacteria; Pseudomonadales; P 
200203 200122 2 83 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


385544 385471 10 83 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
445748 445675 10 83 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


gi 


458100 458027 10 83 gi 
ammaproteobacteria; Pseudomonadales; P 
459552 459479 10 83 gi 
in CFBP 4389 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


471649 471576 10 83 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
493225 493148 2 79 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
555842 555769 10 83 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
557384 557311 10 83 gi 


ammaproteobacteria; Pseudomonadales; P 
558928 558855 10 83 gi 


ammaproteobacteria; Pseudomonadales; P 
640729 640656 10 83 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 


3631486 36329 


1814099 18155 


6S ribosomal RNA, partial sequence 2862729 28642 


384340 38587 


16S ribosomal RNA, partial sequence 456977 45835 


470446 47199 


492024 49353 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


639529 64105 


219846486 
36283 
nadales; P 
219846484 
; Geobacte 
219846382 
ence 37729 
omonadales 
219878326 


anthomonad 
219857541 
sequence 
cteria; Ch 


219857402 
24709 
ales; Ecto 
219846925 


s; Acidith 
265678677 
sequence 
ia; Acidit 


219857528 
ence 23024 
nadales; A 
219856882 


seudomonad 
265678930 
equence 

ria; Desul 


265678798 


seudomonad 
265678758 
quence 
eria; Pseu 
265678746 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


seudomonad 
265678723 


1teromonad 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678624 


seudomonad 


672498 672425 10 83 gi 


ref|NR_026078.1 

74 3629910 Pseudo 

seudomonadaceae; Pseudomonas. 

ref|NR_026076.1| Geobacter bremensis 

60 Geobacter bremensis Bacteria; 

raceae; Geobacter. 

ref|NR_025973.1] Desulfuromonas 

41 3774411 Desulfuromonas palmitatis 

; Desulfuromonadaceae; Desulfuromonas. 

ref|NR_025465.1| Fulvimonas soli strain 

95 Fulvimonas soli Bacteria; 

aceae; Fulvimonas. 

ref|NR_025129.1| Thioalkalivibrio 
2285990 2287383 Thioalkalivibrio 

romatiales; Ectothiorhodospiraceae; 


Pseudomonas aeruginosa 
monas aeruginosa 


ref|NR_024990.1 
21 2472353 Thioal 


Thioalkalivibrio 
kalivibrio versutus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_028982.1| Acidithiobacillus 
562358 563851 Acidithiobacillus 
hiobacillales; Acidithiobacillaceae; 


ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; Marinobacter. 
ref|NR_024701.1| Pseudomonas halophila 
25 Pseudomonas halophila Bacteria; 
aceae; Pseudomonas. 
ref|NR_029238.1] Pelobacter 

198985 200521 Pelobacter 
furomonadales; Pelobacteraceae; 


Marinobacter 
bacter lutaoensis 


ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029063.1] Pseudomonas 
444544 446074 Pseudomonas 
domonadales; Pseudomonadaceae; 


ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref|NR_029050.1] Pseudomonas 

458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_029042.1| Pseudomonas lini 

0 Pseudomonas lini Bacteria; 

aceae; Pseudomonas. 

ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
aceae; Marinobacter. 

ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028986.1| Pseudomonas 
2 Pseudomonas poae Bacteria; 
aceae; Pseudomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 

ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 


poae 


265678601 


ref|NR_028906.1| Pseudomonas 


frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 


frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
199030 Bacteria_ 


strain M39 16S ri 
G 


Proteobacteria; 
199030 Bacteria_ 
strain IMT37 16S 
Proteobacteria; 


strain CIP 104663 
Proteobacteria; 


199030 Bacteria_16S 

50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
199030 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


strain SP1402 16S 
Proteobacteria; G 


199030 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


199030 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


199030 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; 


strain CFBP 2341 
Proteobacteria; 


Proteobacteria; 


strain ME102 16S 
Proteobacteria; 


strain Ps 9-14 16 
Proteobacteria; 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


199030 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


199030 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


199030 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; 


strain CFML 97-51 
Bacteria; Proteob 


199030 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


199030 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


199030 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


199030 Bacteria_16S 


strain CIP 105469 


G 
199030 Bacteria_1 


G 


16S 788651 788570 2 83 


bosomal RNA, partial sequence 


gi 


ammaproteobacteria; 
6S 961527 961454 
16S ribosomal RNA, 
ammaproteobacteria; 


Pseudomonadales; P 
10 83 gi 
complete sequence 


Pseudomonadales; P 


265678520 
787469 78896 


seudomonad 
265678404 


96032 


seudomonad 


Methylophaga alcalica 
alcalica Bacteria; 


ref|NR_028824.1 
2 Methylophaga 


ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 
16S 822251 822170 2 83 gi|265678498|ref|NR_028801.1| Pseudomonas indica 
ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 


aceae; Pseudomon 
ref|NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 


as. 

Pseudomonas veronii 
monas veronii Bacteria; 
as. 


1463067 1462990 2 


1579298 1579225 10 


79 


83 


gi|]224581411 
nadales; 


gi| 219846381 


ence 14618 
Alter 


ref|NR_027192.1 
62 1463368 Marino 

omonadaceae; 
ref|NR_025972.1 


Marinobacter 

bacter bryozoorum 
Marinobacter. 
Pseudomonas balearica 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1641711 1641638 10 83 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


se 


ch 


1578118 15795 
udomonad 
219878449 
eq 


uence 
a; 


Pseud 


73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025588.1] Pseudomonas 
1640520 1642031 Pseudomonas 
omonadales; Pseudomonadaceae; 


1643273 1643200 10 


1644834 1644761 10 


83 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


83 


gi|219878448 


1642082 16435 
udomonad 


se 
219878447 


gi 


ref|NR_025587.1 


aceae; Pseudomon 
ref|NR_025586.1 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


G 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 
strain TO1 16S ri 
G 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1695153 1695080 10 83 gi 


ammaproteobacteria; Pseudomonadales; P 
1696697 1696624 10 83 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1862477 1862400 2 79 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2144247 2144174 10 83 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2145752 2145679 10 83 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2219981 2219908 10 83 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


2235139 2235066 10 83 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2321939 2321866 10 83 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323491 2323418 10 83 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2521864 2521791 10 83 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2523344 2523271 10 83 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2529416 2529343 10 83 gi 


ammaproteobacteria; Pseudomonadales; P 


1643643 16451 


se 


se 


se 


Oo 


se 


eq 


ti 
ac 


s 
ia 


se 


na 


se 


te 


se 
te. 


se 


219878411 
16S ribosomal RNA, partial sequence 1693968 16954 


219878410 
1695512 16970 


219878293 
1861284 18627 


219857639 
2143068 21445 


219857638 
ia; 


219857586 


219857576 


219857515 


219857514 


219857363 


219857362 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 


udomonad 


udomonad 


udomonad 


leiphila 


udomonad 


uence 


; Pseudo 


al seque 
teria; P 


equence 
Pseudo: 


v 
23207 
udomonad 


23223 
dales; P 


quence 
ria; Pse 


quence 
ria; Pse 


udomonad 


2556170 2556097 10 83 gi 
16S ribosomal RNA, partial sequence 


219857340 


53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 
ref|NR_025549.1| Pseudomonas tremae 
05 Pseudomonas tremae Bacteria; 
aceae; Pseudomonas. 
ref|NR_025432.1| Oleiphilus messinensis 
20 Oleiphilus messinensis Bacteria; 
ceae; Oleiphilus. 
ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_025227.1| Pseudomonas 

2144573 2146027 Pseudomonas 
monadales; Pseudomonadaceae; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


ref 
nce 
seud 


NR_025174.1 
221879 
omonadales; 


Pseudomonas 
7 Pseudomonas 
monadales; omonadaceae; 

Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Pseudomonas 

4 Pseudomonas 
eudomonadaceae; 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ref |NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref|NR_024946.1| Pseudomonas fragi 
82 Pseudomonas fragi Bacteria; 
aceae; Pseudomonas. 


25549 


ref|NR_024928.1| Pseudomonas gessardii 
74 2556489 Pseudomonas gessardii 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


199030 Bacteria_1 
strain CIP 105470 
Proteobacteria; G 
199030 Bacteria_1 
strain CIP 105259 
Proteobacteria; G 
199030 Bacteria_1 
strain CIP 105274 
Proteobacteria; G 
199030 Bacteria_1 
strain CFML 96-19 
Proteobacteria; G 
199030 Bacteria_1 
strain CIP 104664 
Bacteria; Proteob 
199030 Bacteria_1 
strain CIP 104883 
Bacteria; Proteob 
199030 Bacteria_1 
strain CFML 96-17 
Bacteria; Proteob 
199030 Bacteria_1 
strain CIP 105273 
Proteobacteria; G 
199030 Bacteria_1 
strain CIP 105460 
Bacteria; Proteob 


199030 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


199030 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


199030 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


199030 Bacteria_16S 
train FPC951 16S ribosomal RNA, partia 


plecoglossicida s 


plecoglossicida Bacteria; Proteobacteria; Gammaproteoba 
Pseudomonas. 
199030 Bacteria_16S 2975121 2975048 10 83 gi 


strain PCl 16S ri 
Proteobacteria; G 


199030 Bacteria_16S 
NZ27 16S ribosomal RNA, partial sequen 


thiophila strain 
Bacteria; Proteob 


199030 Bacteria_16S 
16S ribosomal RNA, partial sequence 3176631 31781 


strain DSM 11363 


Proteobacteria; G 


199030 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


199030 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


199030 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


199030 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


199030 Bacteria_16S 


strain VKM-14L 16 


Proteobacteria; Gammaproteobacteria; Methylococcales; M 
199030 Bacteria_16S 


strain LK6 16S ri 


Proteobacteria; Gammaproteobacteria; Methylococcales; Met 
199030 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 


ammaproteobacteria; Pseudomonadales; P 


ammaproteobacteria; Pseudomonadales; P 


8 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; P 


acteria; Gammaproteobacteria; Pseudomo 


acteria; Gammaproteobacteria; Pseudomo 


0 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Pseudomo 


ammaproteobacteria; Pseudomonadales; P 


acteria; Gammaproteobacteria; Pseudomo 


ammaproteobacteria; Thiotrichales; Thi 


acteria; Gammaproteobacteria; Pseudomo 


acteria; Gammaproteobacteria; Pseudomo 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


teria; 


6S 2557736 2557663 10 83 gi 
16S ribosomal RNA, partial sequence 


6S 2562362 2562289 10 83 gi 
16S ribosomal RNA, partial sequence 


6S 2571495 2571422 10 83 gi 
16S ribosomal RNA, partial sequence 


6S 2580616 2580543 10 83 gi 


6S 2582182 2582109 10 83 gi 
16S ribosomal RNA, complete sequence 


6S 2583752 2583679 10 83 gi 
16S ribosomal RNA, partial sequence 


6S 2585321 2585248 10 83 gi 


6S 2596159 2596086 10 83 gi 
16S ribosomal RNA, partial sequence 


6S 2597725 2597652 10 83 gi 
16S ribosomal RNA, complete sequence 


2781871 2781802 10 79 
ribosomal RNA, partial sequence 


gi 


2854618 2854545 10 83 gi 
16S ribosomal RNA, partial sequence 


2859301 2859228 10 83 gi 
16S ribosomal RNA, partial sequence 


2920714 2920641 10 83 


gi 


3161192 3161111 2 83 


gi 
acteria; Deltaproteobacteria; Desulfur 
3177834 3177761 10 83 gi 


ammaproteobacteria; Pseudomonadales; P 
3300582 3300501 2 83 gi 
ain RB-1 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobact 


3382876 3382795 2 83 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


3384414 3384333 2 83 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3631176 3631095 2 83 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3650959 3650854 2 107 gi 
S ribosomal RNA, partial sequence 


3652500 3652395 2 107 
bosomal RNA, complete sequence 


gi 


2780730 27821 


2973936 29754 


3629961 36314 


3649747 36512 


3651286 36527 


219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 

25949 
seudomonad 
219857270 

25965 
nadales; P 
219857129 


otrichacea 
219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856843 
1 sequence 
cteria; Ps 


219846940 


seudomonad 
219846815 
ce 31599 
omonadales 
219846803 


seudomonad 
219846721 
quence 
eria; Thio 
219846661 
e sequence 
a; Thiotri 
219846660 
33832 
ciricketts 
219846485 
; Geobacte 
219846471 


ethylococc 
219846470 


hylococe 


40 2558055 Pseud 
acea 


acea 


acea 


20 2580935 Ps 
acea 


ref |NR_024927.1 
° 
e; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
e; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
e; Pseudomon 
NR_024912.1 
eudo: 
e; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 


v 
ref|NR_024757.1 


ref 


e; Thiothrix. 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024662.1 

2919511 292100 
eudomonadales; P 


ref |NR_026532.1 


acea 
ref 


e; Pseudomon 
NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026395.1 


e; Pseudomon 
NR_026313.1 
3299393 330087 
hales; Pisci 


acea 


NR_026253.1 
3381669 338315 
Pisciric 
ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026077.1 


raceae; Geobacte 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 


3719057 3718980 2 79 gi 


219846424 


halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 


halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 


Halothiobacillus. 


ref|NR_026015.1 
3717841 371934 
Halothiob 


Pseudomonas migulae 


monas migulae Bacteria; 
as. 


Pseudomonas mosselii 


monas mosselii Bacteria; 
as. 


Pseudomonas jessenii 


monas jessenii Bacteria; 
as. 


Pseudomonas cedrina 


monas cedrina Bacteria; 
as. 


Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


monas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


monas orientalis 


Pseudomonas. 
Pseudomonas mandelii 


monas mandelii Bacteria; 
as. 


Pseudomonas libanensis 


monas libanensis 


Pseudomonas. 
Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Pseudomonas savastanoi 


monas savastanoi 


Pseudomonas. 
Pseudomonas lundensis 


monas lundensis 


Pseudomonas. 
Pseudomonas 


8 Pseudomonas 
seudomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
as. 


Desulfuromonas 


uromonas thiophila 
aceae; 


Desulfuromonas. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 
as. 


Methylophaga 


9 Methylophaga 
rickettsiaceae; 


Methylophaga 


7 Methylophaga 
kettsiaceae; 


Methylophaga marina 


ophaga marina Bacteria; 
haga. 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
r. 


Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


199030 Bacteria_16S 
hydrothermalis st 


hydrothermalis Bacteria; Proteobacteria; Gammaproteobac 
Halothiobacillus. 
199030 Bacteria_16S 3906593 3906520 10 83 gi 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


199030 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


199030 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


199030 Bacteria_16S 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


199030 Bacteria_16S 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 14160 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
199030 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


199030 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


199030 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


3816616 3816539 2 79 gi 


ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 
4021372 4021295 2 79 gi 


SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4057618 4057541 2 79 gi 
TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 
4191806 4191729 2 79 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


1415734 1415662 10 82 gi 


1766748 1766676 12 84 gi 

34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
3810387 3810311 3 79 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
142270 142199 12 83 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


143754 143683 12 83 


rain R3 16S ribosomal RNA, partial seq 


3809177 38107 


219846352 
uence 
teria; Chr 
219846291 
quence 
eria; Pseu 
219846209 
uence 

a; 


219846182 
nce 40564 
nadales; 
219846081 
uence 

ia; Altero 


224581448 


seudomonad 
219878360 
ence 17655 
ales; Ecto 
219846356 


seudomonad 
265678968 
equence 

eria; Desu 


265678967 


Alteromonad 


NR_025943.1 
3815400 38169 
iales; Halo 


NR_025881.1 
1 
nadales; 


NR_025799.1 
4020178 402167 
ales; Alter 


ref|NR_025772.1 
omonadaceae; 
NR_025671.1 
190616 419208 
monadales; 


ref 


rs 


ref |NR_027230.1 
aceae; Pseudomo 
ref |NR_025499.1 
52 1767023 Alkal 
thiorhodospirac 
ref|NR_025947.1 


aceae; Pseudomo 
ref|NR_029276.1 

141109 142543 
lfuromonadales; 


ref 


0 
te 


e 


fo} 


29 4057918 Microb 
Alter 


Alter 


i 
e 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Marinobacter 
8 Marinobacter 

omonadaceae; 


as. 
Alkalilimnicola 


ae; 
as. 


Desulfuromusa 
Desulfuromusa 


Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
n 


limnicola halodurans 
Alkalilimnicola. 
Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 

n 


Desulfuromonadaceae; 


199030 Bacteria_16S NR_029275.1 

1 Desulfuromusa 

omonadaceae; Desulfuromusa. 

ref |NR_028836.1| Cellvibrio japonicus 

3 Cellvibrio japonicus Bacteria; 

aceae; Cellvibrio. 

ref|NR_028807.1| Thioalkalivibrio 

5 813508 Thioalkalivibrio jannaschii 

thiorhodospiraceae; Thioalkalivibrio. 

ref |NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 

matiales; Ectothiorhodospiraceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 


gi 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 14403 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfur 
199030 Bacteria_16S 771681 771606 10 85 gi| 265678532 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 77198 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
199030 Bacteria_16S 813239 813144 12 106 gi| 265678504 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 81203 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
199030 Bacteria_16S 902748 902681 12 79 gi| 265678443 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; 

Thioalkalivibrio. 
199030 Bacteria_16S 1140746 1140675 12 83 gi 
shabanensis strain E1L3A 16S ribosomal RNA, complete se 
shabanensis Bacteria; Proteobacteria; Gammaproteobacter 
Salinisphaera. 
199030 Bacteria_16S 


Chro: 


253680763 
quence 
ia; Salini 


ref|NR_028011.1 
1139586 114102 
sphaerales; Sali 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


1228414 1228339 10 85 gi|219878281 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 12287 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
199030 Bacteria_16S 1692030 1691955 10 85 gi| 219878413 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseud 
Cellvibrio. 
199030 Bacteria_16S 


ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 

ref|NR_025552.1| Cellvibrio 

1690867 1692335 Cellvibrio 

omonadales; Pseudomonadaceae; 


219857621 
21703 
seudomonad 
219857620 
21719 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 


2171555 2171480 10 85 gi 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
199030 Bacteria_16S 2173106 2173031 10 85 gi 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
199030 Bacteria_16S 2783335 2783268 12 79 gi| 219857128 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 27836 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichacea 
199030 Bacteria_16S 3489848 3489777 12 83 gi| 219846583 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 34901 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfur 
199030 Bacteria_16S 370358 370284 10 84 gi|265678808|ref|NR_029113.1] Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibrio. 

ref|NR_024756.1| Thiothrix disciformis 
12 Thiothrix disciformis Bacteria; 

e; Thiothrix. 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Desulfuromusa. 


Desulfuromusa bakii 
bakii Bacteria; 


199030 Bacteria_16S 


sibirica strain Al2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
199030 Bacteria_16S 


728560 728488 12 


967737 967663 10 


84 


84 


strain 4A 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


199030 Bacteria_16S 
insulare strain K 
Bacteria; 
199030 Bacteria_16S 
sarecensis strain 
Bacteria; 
199030 Bacteria_16S 
9187 strain TA 4r 
Bacteria; 
199030 Bacteria_16S 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
stellipolaris Bacteria; 


Alteromonas. 
199030 Bacteria_16S 


israelensis strain Bal 16S ribosomal RNA, partial sequence 


Bacteria; 
199030 Bacteria_16S 
canadensis strain 


Chromohalobacter. 
199030 Bacteria_16S 
strain SW-47 16S 


199030 Bacteria_16S 


microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 
microaerophila Bacteria; 


Thioalkalispira. 
199030 Bacteria_16S 
lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 

199030 Bacteria_16S 
minutulum strain 


199030 Bacteria_16S 


pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; 


Halomonas. 
199030 Bacteria_16S 


marismortui strain ATCC 17056 16S ribosomal RNA, partial 


marismortui Bacteria; 
Chromohalobacter. 
199030 Bacteria_16S 
strain ATCC 49336 


199030 Bacteria_16S 
strain TF-22T 16S 


199030 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Bacteria; 


1051816 1051742 10 


1276542 1276468 10 


1496416 1496334 2 


1860928 1860854 9 
Proteobacteria; 


1863976 1863902 10 


1865558 1865484 10 


2101853 2101779 9 


2127727 2127653 10 
Proteobacteria; 


2625464 2625382 2 


2928203 2928129 10 


3320333 3320259 10 
Proteobacteria; 
3385932 3385858 10 
Proteobacteria; 


3387405 3387331 10 


4045671 4045597 9 


4056124 4056050 10 


84 


84 


84 


83 


84 


84 


83 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


84 


Gammaproteobacteria; 


84 


84 


84 


Gammaproteobacteria; 


84 


84 


83 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


84 


strain SS20 16S ribosomal RNA, partial sequence 


199030 Bacteria_16S 
halophilus strain 


Aestuariibacter. 
199030 Bacteria_16S 


borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


Bacteria; 
199030 Bacteria_16S 


4128788 4128714 9 


48025 47956 10 


61828 61751 2 


83 


79 


79 


strain Y6 16S ribosomal RNA, partial sequence 


199030 Bacteria_16S 


79712 79635 2 


79 


gi 
gi 
96 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


LV4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


complete sequence 


gi 


Gammaproteobacteria; Alte 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


ATCC 43984 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; 


gi 


2100672 21021 


gi 


gi 


strain RP5557 16S ribosomal RNA, partial 


Proteobacteria; Gammaproteobacteria; X 


gi 


ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


gi 


gi 


Gammaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


4044490 40459 


gi 


4054980 40563 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


JC2043 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


60630 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


gi 


265678563 
72737 
Ecto 
265678400 
6531 96793 


265678343 
10506 


219846179 
12753 


219846691 

14952 
Aer 
219878294 
sequenc 


219878292 
18627 


219878291 


Oceanos 


219878121 


219857650 
Chr 


219857248 
sequenc 


219856838 
sequence 
Oceanosp 
219846706 


Oc 


219846659 
sequence 
Oceano 


219846658 

33862 
Halomonad 

219846190 


219846183 


Halomonad 
219846131 


265679032 
46828 


265679023 
62129 


Halomonad 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Alc 
ref 


acea 


265679011 


anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


ref 


78587 


0 728734 Thior 


aceae; 


31 1052062 Marin 
Marinospirillum. 


e 1859752 186123 
romonadales; 


1864353 186588 
pirillales; 


aceae; 
2126557 212798 


omatiales; 


e 2624254 262575 
anthomonadales; 


3384746 338616 
spirillales; 


19 3387691 Halomo 


aceae; Halomonas. 


4127615 412904 
Alteromonadales; 


48321 


NR_028867.1 


NR_028702.1 


NR_028645.1 


NR_025769.1 


NR_026283.1 


NR_025433.1 


NR_025431.1 


NR_025430.1 


NR_025260.1 


NR_025239.1 


NR_024878.1 


NR_024657.1 


2927022 292847 
irillales; 


NR_026298.1 


3319157 332063 
eanospirillales; 


NR_026251.1 
Hal 


NR_026250.1 


NR_025780.1 


Alteromon 
NR_025773.1 


Halomonas 
NR_025721.1 


Altero 


NR_029340.1 
Alcani 
anivoracacea 
NR_029331.1 


e; Xanthomon 
NR_029319.1 
79994 


Thiorhodospira 


hodospira sibirica 
thiorhodospiraceae; Thiorhodospira. 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 
Halomonas. 


Marinospirillum 


ospirillum insulare 


Chromohalobacter 


63 1276810 Chromohalobacter sarecensis 
Halomonadaceae; 


Chromohalobacter. 
Tolumonas auensis DSM 


67 1496682 Tolumonas auensis DSM 9187 


omonadaceae; Tolumonas. 


Alteromonas 
3 Alteromonas 


Alteromonadaceae; 


Chromohalobacter 


71 1864302 Chromohalobacter israelensis 
Halomonadaceae; 


Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 


Halomonadaceae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromonas. 


Thioalkalispira 
9 Thioalkalispira 


Ectothiorhodospiraceae; 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Marinospirillum 
7 Marinospirillum 


Marinospirillum. 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Chromohalobacter 
8 Chromohalobacter 


omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
aceae; 


as. 
Halomonas koreensis 


78 Halomonas koreensis Bacteria; 
aceae; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Pseudomonas 
Pseudomonas 


199030 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; 


Bacteria; 


Bacteria; 


strain SW-45 16S 
Proteobacteria; 


Pseudomonas. 


199030 Bacteria_16S 


strain CFBP 4188 
Proteobacteria; 


ATCC 43969 16S ri 
Bacteria; 


ATCC 29909 16S ri 
Bacteria; Proteob 


199030 Bacteria_16S 


ATCC 43970 16S ri 
Bacteria; Proteob 


199030 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


199030 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


199030 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


199030 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


199030 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


199030 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 

199030 
subsp. 
subsp. 
199030 
strain KMM 241 16 
Proteobacteria; G 


smithia st 
smithia Ba 


199030 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


199030 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


199030 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


199030 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


199030 Bacteria_16S 


strain LMG 317541 
Proteobacteria; G 


199030 Bacteria_16S 


G 
199030 Bacteria_16S 
phenazinium strai 
Proteob 
199030 Bacteria_16S 
rhizophila strain 
Proteob 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


mediterranea stra 
mediterranea Bact 


G 
199030 Bacteria_16S 


Proteob 
199030 Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


178788 178711 
16S ribosomal RNA, 
ammaproteobacteria; 


2 79 gi 
partial sequence 

Aeromonadales; Aer 
237028 236959 12 81 gi 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
639173 639096 2 79 gi 
e-p10 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
764034 763957 2 79 gi 
ribosomal RNA, partial sequence 


785618 785545 10 83 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
867945 867868 2 79 gi 
ammaproteobacteria; Xanthomonadales; X 
1186089 1186020 10 79 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1187600 1187531 10 79 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1190622 1190553 10 79 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1269188 1269107 2 83 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 
1283975 1283906 12 81 gi 
etaproteobacteria; Burkholderiales; Bu 
1293106 1293029 2 79 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


1312742 1312665 2 79 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1387326 1387257 12 81 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1429637 1429560 2 79 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


gi 


1571695 1571618 2 79 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1701342 1701269 10 83 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
1784774 1784705 10 79 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1828974 1828901 10 83 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1870088 1870015 10 83 gi 


ammaproteobacteria; Alteromonadales; A 
2012101 2012024 2 79 gi 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
2026978 2026901 2 79 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


16S ribosomal RNA, partial sequence 866725 86827 


1184900 11863 


1186411 11878 


1189433 11908 


16S ribosomal RNA, partial sequence 1282800 12842 


1386182 13876 


1700153 17016 


16S ribosomal RNA, partial sequence 1868909 18703 


2010901 20124 


omonadacea 


265678944 

17756 
omonadacea 
265678904 
nce 23588 
riales; Bu 
265678625 
ence 63798 
nadales; X 
265678537 


265678522 
1 sequence 
ria; Pseud 


265678467 


anthomonad 
228716090 


cteriales; 
228716058 


cteriales; 
228715942 


cteriales; 
219846421 
equence 
teria; Des 
219846066 


rkholderia 
228716433 
tial seque 
oteobacter 


228721465 
sequence 
eria; Xant 


228716754 


riales; Bu 
224581439 
sequence 

ria; Xanth 


219878156 
al sequenc 
teria; Aer 
219878407 


1lteromonad 
219878347 
17835 
Halomonad 
219878317 
quence 

a; Rhodoba 
219878288 


1lteromonad 
219878188 


nctomyceta 
219878178 
20257 


2042128 2042051 2 79 gi 


ref |NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 

ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref|NR_028841.1 


aceae; Marinobac 
ref |NR_028826.1 

784432 785869 
omonadales; Pseu 
ref|NR_028770.1 


acea 
ref 


e; Xanthomon 
NR_027546.1 


erobacteriac 
NR_027545.1 


Ent 
ref 


erobacteriac 
NR_027543.1 


Ent 
ref 


Enterobacteriac 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027221.1 

1428427 142992 
omonadales; Xant 


ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025546.1 


aceae; Glaciecol 
ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomona 
ref|NR_025456.1 

1827843 182926 
cterales; Hyphom 
ref|NR_025427.1 


aceae; Glaciecol 
ref|NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 


219878167 


broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 


Ss. 


Aeromonas punctata 
nas punctata Bacteria; 


Burkholderia 
lderia phenazinium 
Burkholderia. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Marinobacter litoralis 


4 Marinobacter litoralis Bacteria; 


ter. 
Pseudomonas 
Pseudomonas 

domonadaceae; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Desulfuromonas 

5 Desulfuromonas 
Desulfuromonadaceae; 


Burkholderia hospita 


hospita Bacteria; 


Debs 

Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


thomonadaceae; 


Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Lysobacter 

1 Lysobacter 

homonadaceae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Halomonas muralis 
nas muralis Bacteria; 


Oceanicaulis 
6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Planctomyces maris 


maris Bacteria; 


es. 
Aeromonas popoffii 
nas popoffii Bacteria; 


ref |NR_025306.1 
2040918 204243 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Pseudoxanthomonas 


199030 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


199030 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; 


strain T9 16S rib 
Proteobacteria; 


taiwanensis strai 
taiwanensis Bacte 


Pseudoxanthomonas. 
199030 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; G 


199030 Bacteria_16S 


G 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


2043687 2043610 2 79 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2045262 2045185 2 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2086699 2086630 10 79 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2185148 2185071 2 79 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacteria 
2239723 2239654 10 79 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241234 2241165 10 79 gi 


gi 


E 


219878166 
qu 
ct 

219878165 


an 


219857573 
2238534 22399 


219857572 


ence 
eria; 


20440 


ence 


, 


nterobac 


Xa 


thomonad 
219878132 
2085504 20870 
Alcanivor 
219857609 
qu 
Xantho: 


ref 
nthomonadales; 


ref 


acea 
ref 


e; 


acac 

ref 
2183928 2 

monadales; 


eae; 


ref 
94 Yersinia 
teriaceae; 
ref 


NR_025305.1 
2042490 20440 


NR_025304.1 
53 2045572 Lutei 
Luteimon 
NR_025271.1 
02 Alcanivorax jadensis Bacteria; 
Alcani 
NR_025198.1 
1854 
Xant 


NR_025161.1 
rohdei Bacteria; 
Yers 
NR_025160.1 


0 


6 


xX 


Vi 


h 


i 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 


monas mephitis Bacteria; 
a 


s. 
Alcanivorax jadensis 


orax. 
Pseudoxanthomonas 

6 Pseudoxanthomonas 

omonadaceae; 


Yersinia rohdei strain 


nia. 
Yersinia pestis strain 


NCTC 5923 16S rib 
Proteobacteria; G 
199030 Bacteria_16S 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242745 2242676 10 


2240045 22415 
Enterobac 


79 gi|219857571 


05 Yersinia pestis Bacteria; 
teriaceae; Yersinia. 
ref|NR_025159.1| Yersinia kristensenii 


strain ATCC 33638 
Bacteria; Proteob 


199030 Bacteria_16S 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


199030 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


199030 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


199030 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


199030 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


199030 Bacteria_16S 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; A 


199030 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


199030 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


199030 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


199030 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


199030 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


199030 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria 
Marinobacterium. 


199030 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2244256 2244187 10 79 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


ct 


ob 


2318803 2318726 2 79 gi 
en 
acteria; Gammaproteobacteria; Xanthomona 
2320395 2320318 2 79 gi 
rain AMX 19 16S ribosomal RNA, partial 


cteria; Proteobacteria; Gammaproteobac 


s 
te 
2385423 2385354 12 


81 gi 


etaproteobacteria; Burkholderiales; Burk 
2425256 2425179 2 79 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2456978 2456901 2 79 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 
eromonas. 

2502110 2502041 10 79 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2506668 2506599 15 84 gi 


al 


rt 
ia 


io 


ammaproteobacteria; Chromatiales; Ectoth 
2851523 2851446 2 79 gi 
n ATCC 19867 16S ribosomal RNA, partia 


ria; Proteobacteria; Gammaproteobacter 


1 
ia 


2853092 2853015 2 79 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2857771 2857694 2 79 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2866986 2866917 10 79 gi 


na 


na 


eq 
A 


; Proteobacteria; Gammaproteobacteria; 


2923812 2923735 2 79 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 


ne 
na 


199030 Bacteria_16S 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 


219857570 
Pp 


219857517 


219857516 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
holderia 
219857442 


219857413 


219857381 


219857373 


16S ribosomal RNA, partial sequence 2505486 25069 


219856890 


219856889 


219856886 


219856880 


219856841 


22415 
eriales; 


artial s 
acteria; 


ce 23175 
dales; X 


equence 
ria; Xan 


24240 
es; Halo 
ial sequ 
Gammap 


, 


25009 
nellacea 


iorhodos 


sequence 
Pseudo: 


’ 


28518 
dales; X 


28565 
dales; X 


uence 


1lteromon 


e 29226 
dales; X 


3008645 3008564 2 83 gi 


219846918 


56 2243016 Y 
Enterobact 
ref|NR_025158 
equence 2 
Enterobact 


ref 
82 2319121 P 
anthomonada 
ref 
2319172 2320 
thomonadales; 


ref 


ceae; 
ref 


thio 
ref 
ence 
rote 


2455 
obacteria; 


ref 
08 2502354 Legi 
e; Legionella. 
ref 
pira Alka 
ref Po 

2850317 2851 
monadales; 


ceae; 


ref 


anth 
ref 


anth 
ref 

2865789 2867 
adales; 


ref 


anth 


ref 


tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 


ersi 
eria 
2430 
eria 


NR_025105.1 
seud 
ceae 
NR_025104.1 


NR_025058.1 
30 Burkholderia 
Burkholde 
NR_025030.1 
42 2425535 Halot 
bacillaceae; 
NR_025001.1 


NR_024969.1 


NR_024961.1 
49 Alkalispirillum mobile Bacteria; 


NR_024709.1 
Pseud 


NR_024708. 
86 2853382 Pseudo 
omonadaceae. 
NR_024705.1 
57 2858059 Pseud 
omonadaceae 
NR_024699.1 


Alteromo 


NR_024660.1 
17 2924080 Pseud 
omonadaceae; 
NR_026510.1 
3007504 3008891 Halospirulina 


Cc 


6 
ak 


fo} 


’ 


7 
xX 


1 
a 


r 


h 


v 


78 


fo} 


n 


li 


83 


1 


fo} 


, 


30 


co} 


’ 


n 


ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Legionella waltersii 
ella waltersii Bacteria; 


Alkalispirillum mobile 


spirillum. 

Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Marinobacterium 

5 Marinobacterium 
nadaceae; 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 


Halospirulina 


199030 Bacteria_16S 


strain GraMall 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; 


199030 Bacteria_16S 
caribensis strain 


199030 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


199030 Bacteria_16S 


strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 


199030 Bacteria_16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


199030 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 


199030 Bacteria _16S 


strain LMG 690 1 


199030 Bacteria_16S 


strain LMG 733 1 


199030 Bacteria _16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


199030 Bacteria _16S 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


199030 Bacteria_16S 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


199030 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


199030 Bacteria_16S 


strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


199030 Bacteria_16S 


strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


199030 Bacteria_16S 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


albilineans Bacteria; 
Xanthomonas. 
199030 Bacteria_16S 
strain : CIP 7430 


199030 Bacteria_16S 


S ribos 


S ribos 


3052625 3052544 2 


3078167 3078098 12 


3183888 3183811 2 


3185440 3185363 2 


3186992 3186915 2 


3188544 3188467 2 
Proteobacteria; 


3190096 3190019 2 


3191648 3191571 2 


3193200 3193123 2 


3196302 3196225 2 


3289842 3289765 2 


3291367 3291290 2 


3292919 3292842 2 


3294471 3294394 2 


3296021 3295944 2 
Proteobacteria; 


3613150 3613073 2 


3762281 3762200 2 


83 


complete sequence 3051418 30529 
Desulfuromonadales; 


81 


MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; 


79 


somal RNA, partial sequence 3182688 31841 


79 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


79 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


79 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


79 


omal RNA, partial sequence 


6 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


79 


omal RNA, partial sequence 


6 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


79 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


79 


79 


79 


79 


79 


79 


79 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


83 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


199030 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 

199030 Bacteria_16S 


Bacteria; 


3813544 3813467 2 


4009273 4009196 2 


Proteobacteria; 


79 


79 


strain 848 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


199030 Bacteria_16S 
daepoensis strain 


Marinobacter. 
199030 Bacteria_16S 


strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 41706 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 


199030 Bacteria_16S 


ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


ganghwensis Bacteria; 
199030 Bacteria_16S 


4019827 4019750 2 


4170347 4170270 2 


4196330 4196253 2 


Proteobacteria; 
1787816 1787744 12 


79 


SW-156 16S ribosomal RNA, partial sequence 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; 


79 


79 


84 


gi|219846887 


Pelobact 
gi|219846870 


gi|219846799 


Xanthomonadales; Xanthomonadaceae; 


gi|219846798 
3184240 31857 


gi|219846797 
3185792 31872 


gi|219846796 
Xantho: 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 


gi|219846791 
3195102 31966 


gi|219846728 


gi|219846727 


gi| 219846726 


3291719 32932 


gi| 219846725 
3293271 32947 


gi| 219846724 


gi|219846497 
36119 


gi| 219846391 
3761076 37625 


gi|219846354 


strain CECT 4199 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi| 219846217 


Burkholderiales; 


Xanthomonadales; 


ref |NR_026479.1 


eraceae; 


ref|NR_026462.1 


ref|NR_026391.1 


ref |NR_026390.1 


aceae; 
ref |NR_026389.1 


aceae; 
ref |NR_026388.1 


monadales; 


ref |NR_026387.1 


aceae; 
ref|NR_026386.1 


aceae; 
ref |NR_026385.1 


aceae; 
ref |NR_026383.1 


aceae; 
ref |NR_026320.1 


aceae; 
ref|NR_026319.1 


aceae; 
ref|NR_026318.1 


aceae; 
ref|NR_026317.1 


ref|NR_026316.1 
3294823 329632 
Xanth 


ref |NR_026089.1 
33 3613434 Aeromo 
Aeromonas. 
ref|NR_025982.1 


Geobacte 
NR_025945.1 
381232 


ref 


ref|NR_025807.1 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Burkholderia 


3076975 3078406 Burkholderia 
Burkholderiaceae; 


Burkholderia. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 


3187344 3188845 Xanthomonas 
Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
Xanthomonas. 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 


Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
Xanthomonas. 


Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
Xanthomonas. 


Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
Geobacteraceae; 


sales 
Aeromonas 
7 3813828 Aeromonas 


Aeromonadales; Aeromonadaceae; 


Aeromonas molluscorum 


4008054 4009559 Aeromonas molluscorum Bacteria; 


gi|219846210 


gi|219846100 


gi|219846078 


Alteromonadales; 


Oceanospirillales; 


Aeromonas. 
ref|NR_025800.1 

4018632 402012 
Altero: 


ref|NR_025690.1 


ref |NR_025668.1 
195136 419657 


Hah 


rs 


gi|219878344 


neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter excellens 


64 Marinobacter excellens Bacteria; 


ter. 

Zooshikella 

6 Zooshikella 
ellaceae; Zooshikella. 


ref |NR_025483.1 
1786631 178798 


Halorhodospira 
6 Halorhodospira 


neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Halorhodospira. 


199030 Bacteria_1 
limnaeus strain A26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; 


Lactobacillus. 


199030 Bacteria_16S 
strain J1 16S rib 
Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 
strain N-1 16S ri 
B 
199030 Bacteria_16S 
psychrophila stra 
Proteob 
199030 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


Proteobacteria; 


Bacteria; 


Halomonas. 


199030 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; 


Proteobacteria; 


strain S2 16S rib 
Proteobacteria; B 


199030 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


199030 Bacteria_16S 
train LMG6866 16S ribosomal RNA, parti 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


199030 Bacteria_16S 


strain AU2944 16S 
Proteobacteria; B 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


199030 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


strain ACEM 9 16S 
Proteobacteria; G 


199030 Bacteria_16S 


strain KMM 3299 1 
Proteobacteria; G 


199030 Bacteria_16S 


strain 3CB-1 16S 
Proteobacteria; B 
oxidotolerans str 
oxidotolerans Bac 


199030 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


199030 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


strain ROO1 16S r 
Proteobacteria; B 


199030 Bacteria_16S 


strain 62 16S rib 


Proteob 
199030 Bacteria_1 
delbrueckii subsp 

Lactobacillus delbrueckii subsp. 


G 
199030 Bacteria_16S 
strain B4P 16S ri 
B 
199030 Bacteria_16S 


6S 1905197 1905125 12 84 gi 


6S 380944 380873 12 83 gi 
indicus strain NCC725 16S ribosomal 


bosomal RNA, partial sequence 


osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1608540 1608465 10 85 gi 


cteria; Proteobacteria; Gammaproteobac 


1923276 1923205 12 83 


gi 


acteria; Proteobacteria; Betaproteobac 


2123132 2123061 12 83 
ribosomal RNA, partial sequence 


gi 


2156281 2156214 2 69 


gi 
ria; Actinobacteria; 
Rubrobacter. 

2276535 2276464 12 


Rubrobacteridae; 


83 gi 


2294708 2294633 10 85 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
2443252 2443177 10 85 


gi 
Ss 
gi 


ammaproteobacteria; Alteromonadales; 
2499011 2498940 12 83 
ribosomal RNA, partial sequence 


Ss 
gi 


2706885 2706814 12 83 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2780402 2780335 12 79 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
3060275 3060204 12 83 gi 
ibosomal RNA, partial sequence 


3771150 3771079 12 83 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3837760 3837686 10 84 gi 
osomal RNA, partial sequence 


gi 


indicus Bacteria; 


768587 768516 12 83 gi| 265678534 
osomal RNA, partial sequence 767437 76891 
Rhizobiales; Hyphomicrobiace 

873991 873920 12 83 gi| 265678463 


872811 87416 


etaproteobacteria; Burkholderiales; Burkholderia 
1089305 1089238 16 83 gi| 265678317 
in E-3 16S ribosomal RNA, partial sequence 10881 
acteria; Gammaproteobacteria; Pseudomonadales; P 
1211907 1211832 10 85 gi| 224581438 
rain Slthf2 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Gammaproteobacteria; Oce 
1213384 1213309 10 85 gi| 224581437 
ribosomal RNA, partial sequence 1212209 12136 
ammaproteobacteria; Oceanospirillales; Halomonad 
1424934 1424863 12 83 gi| 224581442 
bosomal RNA, partial sequence 1423741 14252 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1438877 1438806 12 83 gi| 224581429 


1437684 14391 
Rhod 


rain S12 16S ribosomal RNA, partial se 


2121958 21233 
etaproteobacteria; Burkholderiales; Bu 
199030 Bacteria_16S 
n LS-293 16S ribosomal RNA, partial se 


n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
199030 Bacteria_16S 
2293525 22949 


6S ribosomal RNA, partial sequence 2442080 24435 


2497830 24993 
etaproteobacteria; Rhodocyclales; Rhod 
199030 Bacteria_16S 


2779259 27806 


3059104 30605 
etaproteobacteria; Rhodocyclales; Rhod 
199030 Bacteria_16S 
3769978 37714 


219878260 

19040 
ales; Chro 
265678801 
RNA, parti 


ocyclaceae 
219878471 
quence 

teria; Alt 


219878246 
al sequenc 
teria; Bur 


219857653 


rkholderia 
219857631 
quence 

Rubrobacte 


219857549 
nce 22753 
riales; Bu 
219857535 


hewanellac 
219857424 


hewanellac 
219857384 


ocyclaceae 
219857184 
equence 

les Family 
219857130 


otrichacea 
219846882 


ocyclaceae 
219846384 


rkholderia 


Firmicutes; 


ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thio 
ref |NR_029106.1 
al sequence 


ref |NR_028838.1 


Devosia. 
NR_028766.1 


ae; 
ref 
ceae; Cupriavidu 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027220.1 

1210750 121215 
anospirillales; 
ref|NR_027219.1 
acea 
ref 


e; Halomonas 
NR_027224.1 
; Th 
ref 


auera. 
NR_027211.1 
; Thauera. 
ref|NR_025610.1 

1607365 160881 
eromonadales; Sh 


ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref |NR_025242.1 


; Ralstonia. 
ref|NR_025220.1 

2155131 215660 
rales; Rubrobact 


ceae 


ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025123.1 


Shewanella. 
NR_025012.1 


eae; 
ref 


Shewanella. 
NR_024972.1 


eae; 
ref 
; Thauera. 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024758.1 


hiothrix. 
NR_026474.1 


e; T 
ref 
; Th 
ref 


auera. 
NR_025975.1 


ceae; Ralstonia 


219846337 


a 


Lactobacillales; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Lactobacillus 

379741 381255 
Lactobacillaceae; 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 
Pseudomonas 
monas psychrophila 
Pseudomonas. 
Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Ralstonia 
0 Ralstonia 


rkholderiaceae; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Rubrobacter 
6 Rubrobacter 
erineae; 


Cupriavidus 

vidus campinensis 
Cupriavidus. 
Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


ref|NR_025927.1 


Halomonas pacifica 


3836584 3838063 Halomonas pacifica Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


199030 Bacteria_ 


brennaborense str 
brennaborense Bac 


199030 Bacteria_ 


strain CTCBS1 16S 


Proteobacteria; 
199030 Bacteria_ 


strain BR 16S rib 
Spi 


Spirochaetes; 
199030 Bacteria_ 


sulfurreducens st 
sulfurreducens Ba 


Geobacter. 
199030 Bacteria_ 


strain LCl 16S ri 
G 


Proteobacteria; 
199030 Bacteria_ 


strain G-16.1 16S 
G 


Proteobacteria; 
199030 Bacteria_ 


marinisedimentoru 
marinisedimentoru 


199030 Bacteria_ 


ATCC 33641 16S ri 
Proteob 


Bacteria; 
199030 Bacteria_ 


strain Eplumel 16 
G 
199030 Bacteria_16S 


Proteobacteria; 


strain Esulfidel 
Proteobacteria; 


lecithinolyticum 


199030 Bacteria_16S 
strain OMZ833 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 


199030 Bacteria_16S 


strain IBS S6874 
Proteobacteria; 


strain KMM 1376 1 
Proteobacteria; 


salipaludis strai 
Bacteria; 


azotonutricium Ba 


199030 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; 


strain CCUG 30811 
Bacteria; Proteob 


Bacteria; Proteob 
jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


199030 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; G 


G 


G 
199030 Bacteria_16S 
strain R-4069 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
199030 Bacteria_16S 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales 


G 


G 
199030 Bacteria_16S 


Proteob 
199030 Bacteria_16S 
azotonutricium st 


G 
199030 Bacteria_16S 


rochaetales; 


ammaproteobacteria; Oceanospirillales; 
1216357 1216283 10 84 gi 
16S ribosomal RNA, partial sequence 12 
ammaproteobacteria; Oceanospirillales; 
1229950 1229876 10 84 gi 


1264558 1264492 2 68 gi 


Bacteria; Spirochaetes; 


1523412 1523346 2 68 gi 


1646388 1646318 2 72 


gi 


1756207 1756133 10 84 gi 
ammaproteobacteria; Oceanospirillales; 
2138263 2138193 2 72 gi 


2270471 2270405 2 68 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 
2391529 2391455 10 84 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2446331 2446257 10 84 gi 
16S ribosomal RNA, partial sequence 

2470608 2470536 12 


84 gi 


2934207 2934137 9 79 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


3182336 3182266 2 72 
S ribosomal RNA, partial sequence 


gi 


3194750 3194680 2 72 


gi 


Spirochaetaceae; Treponema. 


1228770 12302 


1522207 15236 
Spirochaetaceae; Treponema. 


16S ribosomal RNA, partial sequence 1645204 16466 
ammaproteobacteria; Aeromonadales; Aer 
199030 Bacteria_16S 
6S ribosomal RNA, partial sequence 1755010 17565 


n SM-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


acteria; Gammaproteobacteria; Alteromo 
199030 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
199030 Bacteria_16S 


ammaproteobacteria; Xanthomonadales; X 
199030 Bacteria_16S 


seudomonad 
219846655 
sequence 
; Spirocha 
219857543 


219878446 


omonadacea 
219878369 


16S 36006 35940 2 68 gi|265679040|ref|NR_029348.1| Treponema 

ain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 

teria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

16S 44997 44923 10 84 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

16S 111699 111633 2 68 gi|265678988|ref|NR_029296.1| Treponema maltophilum 

osomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 


16S 280969 280903 2 68 gi| 265678873 |ref|NR_029179.1| Geobacter 

rain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 

cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 

16S 419465 419391 10 84 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
bosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

16S 491710 491636 10 84 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

16S 516055 515981 10 84 gi|265678708|ref|NR_029013.1| Reinekea 

m strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 

m Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

16S 1189111 1189049 10 72 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 


bosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 
16S 1214877 1214803 10 84 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 


Halomonadaceae; Halomonas. 
224581404|ref|NR_027185.1| Halomonas sulfidaeris 
15201 1216630 Halomonas sulfidaeris Bacteria; 
Halomonadaceae; Halomonas. 
219878280|ref|NR_025419.1| Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 
ref|NR_026247.1] Treponema 

1263357 1264835 Treponema 
etaceae; Treponema. 
ref|NR_025131.1| Treponema parvum 
91 Treponema parvum Bacteria; 


ref|NR_025585.1| Aeromonas simiae 
55 Aeromonas simiae Bacteria; 
e; Aeromonas. 
ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 


Halomonadaceae; Halomonas. 
219857643|ref|NR_025232.1| Microbulbifer 
ence 2137073 2138564 Microbulbifer salipaludis 
nadales; Alteromonadaceae; Microbulbifer. 
219857553|ref|NR_025141.1| Treponema 
sequence 2269277 2270739 Treponema 
Spirochaetaceae; Treponema. 
219857466|ref|NR_025054.1| Halomonas alimentaria 
2390343 2391835 Halomonas alimentaria Bacteria; 
Halomonadaceae; Halomonas. 
219857422|ref|NR_025010.1| Alishewanella fetalis 
2445148 2446624 Alishewanella fetalis 
nadales; Alteromonadaceae; Alishewanella. 
219857403|ref|NR_024991.1| Thioalkalivibrio 
ce 2469412 2470870 Thioalkalivibrio nitratis 
ales; Ectothiorhodospiraceae; Thioalkalivibrio. 
219856834|ref|NR_024653.1| Marinobacterium 
sequence 2933018 2934480 Marinobacterium 
a; Alteromonadales; Alteromonadaceae; 
219846800|ref|NR_026392.1| Xanthomonas sacchari 
3181138 3182637 Xanthomonas sacchari Bacteria; 
anthomonadaceae; Xanthomonas. 
219846792|ref|NR_026384.1| Xanthomonas melonis 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


199030 Bacteria_16S 


3353775 3353701 10 


84 


strain FB2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
199030 Bacteria_16S 


szegediense strain OR2 16S ribosomal RNA, partial sequence 


Bacteria; 
199030 Bacteria_16S 
strain HK 204 16S 
Proteobacteria; 
199030 Bacteria_16S 


hominis strain 6573 16S ribosomal RNA, partial sequence 


Bacteria; 
199030 Bacteria_16S 


metallireducens strain GS-15 16S ribosomal RNA, partial sequence 
metallireducens Bacteria; 


Geobacter. 
199030 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 

199030 Bacteria_16S 
strain SE-32A-C8 
Proteobacteria; 
199030 Bacteria_16S 


multivorans strain Struelens 16S ribosomal RNA, partial 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


Burkholderia; 
199030 Bacteria_16S 
strain N. Pfennig 
Bacteria; 
199030 Bacteria_16S 


Bacteria; 


3649420 3649338 2 


3669357 3669287 2 


3828859 3828797 10 


3886655 3886589 2 


3892843 3892769 10 


4259 4190 16 


20813 20744 12 


57252 57179 12 


60280 60203 2 


Proteobacteria; 


84 


72 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


72 


68 


84 


strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


85 


81 


85 


79 


strain TCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
199030 Bacteria_16S 


thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; 


Desulfocapsa. 
199030 Bacteria_16S 


98030 97949 2 
Proteobacteria; 


214227 214158 10 


83 


Deltaproteobacteria; 


79 


strain 40 16S ribosomal RNA, partial sequence 


Proteobacteria; 
199030 Bacteria_16S 
strain C4D1M 16S 
Proteobacteria; 

199030 Bacteria_16S 


strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 23896 
Betaproteobacteria; Burkholderiales; Burkholderia 


Proteobacteria; 
199030 Bacteria_16S 


Gammaproteobacteria; 


235392 235323 12 
238610 238541 12 


240157 240088 12 


81 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderia 


81 


81 


gi 


3352589 33540 


Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


gi 


Proteobacteria; Gammaproteobacteria; Methylococcales; 


gi 


3668184 36696 


gi 


Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


gi 


Deltaproteobacteria; 


gi 


complete sequ 
Gammaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 3080 
Gammaproteobacteria; Legionellales; Legionellacea 


gi 


gi 


2611 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


gi 


59080 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


gi 


gi 


213019 21448 
Oceanospirillales; 


gi 


234235 23583 


gi 


gi 


219846682 
219846472 
36482 
219846458 
Enterobac 
219846344 
38276 
219846305 


De 


219846300 


265679061 
4533 


265679050 
sequence 
Burkhol 
265679026 
56079 
Chro: 
265679024 
60579 
265678998 
Desu 
265678920 
Marinomon 
265678905 
265678903 


265678902 


Methylococcaceae; 


ref |NR_026274.1 
Halomonas 
ref |NR_026064.1 
06 3649696 Methyl 
ref |NR_026049.1 
teriaceae; Erwin 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
NR_025895.1 

3885428 388697 
sulfuromonadales 


ref|NR_025890.1 
ence 389163 
Oceanospirillale 
ref|NR_029369.1 
e; Legionella. 
ref|NR_029358.1 

19628 21106 
deriales; Burkho 


ref |NR_029334.1 

57529 Thiocy 
matiaceae; Thioc 
ref |NR_029332.1 


aceae; Xanthomon 
ref |NR_029306.1 

96815 98277 
lfobacterales; D 


ref |NR_029228.1 
as. 
ref |NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref |NR_029210.1 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


La. 

Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 

Geobacter 
3 Geobacter 
; Geobacteraceae; 


Halomonas 
6 3893166 Halomonas 


s; Halomonadaceae; 


Legionella erythra 


Legionella erythra Bacteria; 


Burkholderia 
Burkholderia 
lderiaceae; 


Thiocystis gelatinosa 
stis gelatinosa 
ystis. 
Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 

Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Burkholderia graminis 


graminis Bacteria; 


ia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 
Burkholderia 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


199030 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


199030 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


199030 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


199030 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


199030 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


199030 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


acteria; Betaproteobacteria; Burkholderi 
cia complex. 
241743 241674 12 81 
bosomal RNA, partial sequence 


gi 


387112 387031 2 83 gi 
03 16S ribosomal RNA, partial sequence 


468569 468500 12 81 
ribosomal RNA, partial sequence 


gi 


568073 568004 2 71 


gi 
ubrobacteridae; Solirubrobacterales; 
589079 589010 12 81 gi 
ibosomal RNA, partial sequence 
689122 689041 2 


83 gi 


eria; Proteobacteria; Deltaproteobacteri 


199030 Bacteria_16S 


strain 6111 16S r 


699766 699693 12 85 gi 
ibosomal RNA, partial sequence 


2327 16S ribosomal RNA, partial sequence 


265678901 
240595 24207 
etaproteobacteria; Burkholderiales; Burkholderia 


265678797 


acteria; Gammaproteobacteria; Xanthomonadales; S 
265678739 
467397 46889 
etaproteobacteria; Burkholderiales; Burkholderia 
265678674 
6S ribosomal RNA, partial sequence 566874 56834 
Conexibacte 
265678660 
587905 58931 
etaproteobacteria; Burkholderiales; Burkholderia 
265678590 
in NZva20 16S ribosomal RNA, partial sequence 


265678583 


23901 
ales; Bu 


38592 


a; Desul 


rkho 


ref 


ceae 


ref 


inob 
ref 


ceae 
ref 


race 
ref 


ceae 
ref 


foba 


lderiaceae; 


acteraceae; 


ae; 


cterales; 


ref 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 


NR_029209.1 
2 Burkholderia 


NR_029102.1 
1 387397 Hydrocarboniphaga effusa 


NR_029044.1 
3 Burkholderia 
; Burkholderia. 
NR_028979.1 
3  Conexibacter 


7 240544 Burkholderia pyrrocinia 


Burkholderia; 


Burkholderia cepacia 
cepacia Bacteria; 


; Burkholderia; Burkholderia cepacia 


Hydrocarboniphaga 


Hydrocarboniphaga. 
Burkholderia terricola 
terricola Bacteria; 


Conexibacter woesei 
woesei Bacteria; 


Conexibacter. 
NR_028965.1 
0 Burkholderia 
; Burkholderia. 
NR_028895.1 
687908 68940 
Desulfobulbaceae. 
NR_028888.1 
698584 699934 Thiocystis violascens Bacteria; 


Burkholderia tropica 
tropica Bacteria; 


Desulfobacterium 
8 Desulfobacterium 


Thiocystis violascens 


199030 Bacteria_16S 
respiraculi strain AU3313 16S ribosomal RNA, partial se 
respiraculi Bacteria; Proteobacteria; Betaproteobacteri 
199030 Bacteria_16S 
strain Al 16S ribosomal RNA, partial sequence 


757993 757924 12 81 gi 


759509 759428 2 83 gi 


758305 75981 


265678541 
quence 

a; Burkhol 
265678540 


ref|NR_028845.1| Cupriavidus 
756798 758254 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028844.1| Alysiella filiformis 
5 Alysiella filiformis Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

199030 Bacteria_16S 823818 823749 12 81 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


199030 Bacteria_16S 
strain K1 16S ribosomal RNA, partial 


860306 860225 2 
sequence 


83 gi 


859076 86059 


265678472 


ref|NR_028775.1| Geobacter thiogenes 
6 Geobacter thiogenes Bacteria; 


Proteobacteria; Deltaproteobacteria; 
199030 Bacteria_16S 893425 893356 
strain LMG 18819 


12 


199030 Bacteria_16S 894960 894891 12 


strain LMG 18106 


199030 Bacteria_16S 
strain LMG 16407 


896495 896426 12 


199030 Bacteria_16S 927581 927500 2 


psychrophila strain LSv54 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


psychrophila Bacteria; 
Desulfotalea. 
199030 Bacteria_16S 


Proteobacteria; 


1066900 1066831 10 


strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 10671 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


Proteobacteria; 
199030 Bacteria_16S 
strain 21F-2 16S 


1080181 1080100 2 


81 


81 


81 


83 


79 


83 


ribosomal RNA, partial sequence 


Desulfuromonadales; 


gi 


16S ribosomal RNA, partial sequence 892248 89373 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


gi 


16S ribosomal RNA, partial sequence 893783 89526 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


gi 


16S ribosomal RNA, partial sequence 895318 89680 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


gi 


gi 


gi 


1079018 10804 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


199030 Bacteria_16S 1093906 1093825 2 


83 


gi 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


199030 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


199030 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


199030 Bacteria_16S 


DSM 16069 16S rib 


ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095347 1095266 2 83 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1096791 1096710 2 83 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1175595 1175526 10 
osomal RNA, partial sequence 


79 gi 


1174405 11758 


265678449 


265678448 


265678447 


265678427 
Desul 


265678333 


265678323 


Acetobacte 
265678314 
quence 
eria; 


265678313 
10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


228718578 


Geobacteraceae; 


ref|NR_028751.1 


Pandoraea. 
NR_028750.1 


ref 


ceae; Pandoraea. 
ref |NR_028749.1 


ceae; Pandoraea. 
ref |NR_028729.1 

926361 927852 
fobacterales; De 


ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028625.1 


raceae; Acetobac 
ref|NR_028616.1 


Geobacter. 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Rheinheimera pacifica 


pacifica Bacteria; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 


1092739 1094192 Acetobacter 


Rhodospirillales; Acetobacteraceae; 


ref|NR_028615.1] Acetobacter peroxydans 
43 1095577 Acetobacter peroxydans 
Acetobacteraceae; Acetobacter. 
ref|NR_028614.1] Acetobacter 

1095628 1097070 Acetobacter 
pirillales; Acetobacteraceae; 


ref|NR_027574.1| Kangiella koreensis 
98 Kangiella koreensis DSM 16069 


Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

199030 Bacteria_16S 1338832 1338763 12 81 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 

199030 Bacteria_16S 1373740 1373671 12 81 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 


Proteobacteria; B 


199030 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


199030 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


199030 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


199030 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


199030 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


etaproteobacteria; Burkholderiales; Bu 
1378344 1378275 10 79 gi 
7902 16S ribosomal RNA, partial sequen 


1385823 1385754 10 79 gi 


17 Bacteria; Proteobacteria; 
1388841 1388772 12 81 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1412726 1412657 10 79 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1459953 1459884 10 79 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


199030 Bacteria_16S 


ce 
acteria; Gammaproteobacteria; Alteromonadales; 


ain 0S217 16S ribosomal RNA, partial sequence 
Gammaproteobacteria 


1387667 13891 
rkholderia 


1411537 14130 


1458766 14602 


rkholderia 
228717562 

13771 
A 


228716834 


228716720 


224581450 


seudoalter 
224581413 


Enterobac 


1473588 1473519 12 81 gi 


ceae; Burkholderia. 

ref|NR_027564.1| Teredinibacter 

67 1378635 Teredinibacter turnerae T7901 
lteromonadales genera incertae sedis; 


ref|NR_027556.1| Shewanella 
1384632 1386131 Shewanella 
; Alteromonadales; Shewanellaceae; 


ref|NR_027554.1| Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 

ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 

ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 
teriaceae; Xenorhabdus. 


224581402 


ref|NR_024882.1| Burkholderia ambifaria 


AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 


199030 Bacteria_16S 
subsp. elongata s 
elongata subsp. e 
Neisseria. 
199030 Bacteria_16S 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 


cenocepacia Bacte 
Burkholderia; Bur 
199030 Bacteria_16S 
strain OSBAC1 16S 
Proteobacteria; 
199030 Bacteria_16S 
strain LMG 1746 1 


199030 Bacteria_16S 
strain LMG 1625 1 


199030 Bacteria_16S 
livingstonensis s 
livingstonensis B 
Shewanella. 
199030 Bacteria_16S 
strain LMG 1945, 
Proteobacteria; 
199030 Bacteria_16S 
strain DSM 169 16 
Proteobacteria; 
199030 Bacteria_16S 
Soel 16S ribosoma 
Gammaproteobacteria; 
199030 Bacteria_16S 


acteria; 


1508377 1508296 2 


1534092 1534023 12 


1708975 1708906 10 


1750062 1749981 2 


1751554 1751473 2 


1847407 1847338 10 


1899446 1899377 12 


2029947 2029874 12 


2089703 2089622 2 


1 RNA, partial sequence 


Xanthomonadales; 
2092697 2092628 10 


83 


train ATCC 25295 16S ribosomal RNA, 
longata Bacteria; Proteobacteria; Betaproteobacteria; 


81 


79 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


83 


6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


83 


6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


79 


train NF22 16S ribosomal RNA, partial 
Proteobacteria; 


Gamma 


81 


R8846 16S ribosomal RNA, partial sequenc 
Betaproteobacteria; Burkholderiales; Al 


85 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


83 
20 


79 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 
199030 Bacteria_16S 
hongkongensis str 
hongkongensis Bac 
199030 Bacteria_16S 
venustensis strai 
Bacteria; Proteob 
199030 Bacteria_16S 
strain ICPB 3636 
Proteobacteria; 

199030 Bacteria_16S 
strain DSM 11853 
Proteobacteria; 

199030 Bacteria_16S 
caledonica strain 
caledonica Bacter 
199030 Bacteria_16S 
strain DSM 1105 1 
Proteobacteria; 
199030 Bacteria_16S 
strain LMG 3413 1 
Proteobacteria; 
199030 Bacteria_16S 
mediterranea stra 
mediterranea MMB- 
199030 Bacteria_16S 


strain MKT 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


199030 Bacteria_16S 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


199030 Bacteria_16S 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


199030 Bacteria_16S 


1 Bacteria; 


2230594 2230513 2 


Proteobacteria; 


2264258 2264189 10 


2265829 2265748 2 


2275001 2274932 12 


2386947 2386878 12 


LMG 19076 16S ribosomal RNA, 
ia; Proteobacteria; Betaproteobacteria; 


2437145 2437076 12 


2532442 2532373 12 


2586899 2586830 10 


in MMB1 16S ribosomal RNA, 
Proteobacteria; 


2741419 2741350 10 


2935714 2935645 10 


2967462 2967393 10 


3073674 3073597 2 


Gammaproteobacteria; Alteromonadales; 


83 


ain HKU1 16S ribosomal RNA, partial sequence 
teria; 


Betapro 
79 


n IS04 16S ribosomal RNA, partial sequence 22630 
acteria; Gammaproteobacteria; Oceanosp 


83 


16S ribosomal RNA, partial sequence 2264632 22660 
Betaproteobacteria; Neisseriales; Neiss 


81 


16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Bu 


81 


81 


6S ribosomal RNA, partial sequence 2436004 24374 
Betaproteobacteria; Burkholderiales; Bu 


81 


6S ribosomal RNA, partial sequence 2531266 25327 
Betaproteobacteria; Burkholderiales; Bu 


79 


79 


79 


79 


79 


strain 4-87 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


199030 Bacteria_16S 


3117320 3117251 10 


79 


complete sequence 
Gammaproteob 


gi| 219846303 
comp 


219857425 
sequence 
a; Burkhol 


gi 


gi| 219878402 
1707781 17092 
gi| 219878374 
Ac 
gi| 219878373 
Acetobacte 
219878304 
sequence 

proteobacteria; Al 


gi 


219878264 
e 18982 
caligenace 
gi| 219878176 
2028754 20301 


gi 


gi|219878130 


88549 2089942 Nevskia r 
Sinobacteraceae; 


Nevskia. 
gi|219878128 
2091488 20930 
Shewanellac 
gi|219857579 


teobacte 
gi 


ria; Neiss 
219857557 


irillales; 
gi| 219857556 
eriaceae; 
gi| 219857550 
rkholderia 
219857469 
sequence 

Burkhold 
219857430 


gi 
partial 


gi 


rkholderia 
gi| 219857356 
rkholderia 
gi|219857277 
acteria; 
gi|219857160 
2740223 27416 


219856833 
artial seq 


gi 


gi|219846946 
Enterobac 
gi|219846873 
3072467 30738 
B 


lete sequenc 


etobacte 


ref |NR_025893.1 


e 


ref|NR_025013.1 

1532915 153432 
deriales; 
ref|NR_025541.1 


inheimera. 
NR_025513.1 


Rhe 
ref 


race 
ref 


ae; 
NR_025512.1 


raceae; Acetobac 
ref|NR_025443.1 

1846218 184771 
teromonadales; S 


ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025315.1 


Chromatium. 
ref |NR_025269.1 
amosa Bacter 
ref|NR_025267.1 
eae; Shewanella. 
ref|NR_025167.1 

2229404 223086 
eriales; Neisser 
ref|NR_025145.1 
50 2264581 Alcan 
Alcanivoracace 
ref|NR_025144.1 


Simonsiella. 
ref|NR_025138.1 


ceae; Cupriavidu 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025018.1 


ceae; Cupriavidu 
ref |NR_024944.1 


ceae; Cupriavidu 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024788.1 


aceae; Agarivora 
ref |NR_024652.1 
uence 293453 
Oceanospirillale 
ref |NR_026538.1 


teri 
ref 


aceae; Dicke 
NR_026465.1 


gi|219846844 


antarctica strain star-1 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


Psychromonas. 


150715 
Neisserial 


Burkho 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Burkholderia 
2 Burkholderia 


lderiaceae; 


Rheinheimera baltica 


61 Rheinheimera baltica Bacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 
Acetobac 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Shewanella 

2 Shewanella 
hewanellaceae; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Alcanivorax 


ivorax venustensis 
ae; 


Alcanivorax. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 

Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 

Oceanospirillum 

1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Balneatrix alpica 


61 Balneatrix alpica Bacteria; 
alneatrix. 


ref|NR_026436.1 


116131 311762 


Ww 


Psychromonas 
9 Psychromonas 


199030 Bacteria_16S 3136765 3136684 2 83 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 
199030 Bacteria_16S 3243085 3243004 2 83 gi|219846759|ref|NR_026351.1| Desulfovibrio 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
199030 Bacteria_16S 3419050 3418969 2 83 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 
199030 Bacteria_16S 3575021 3574940 2 83 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

199030 Bacteria_16S 3591832 3591751 2 83 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 


w 


199030 Bacteria_16S 3661715 3661646 10 79 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
strain IC079 16S ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

199030 Bacteria_16S 3875788 3875707 2 83 gi|219846312|ref|NR_025902.1| Neisseria weaveri 


strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


199030 Bacteria_16S 3891320 3891239 2 83 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 

199030 Bacteria_16S 3914095 3914026 10 79 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

199030 Bacteria_16S 3983922 3983853 10 79 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 


strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
199030 Bacteria_16S 4006246 4006173 10 83 gi|219846221|ref|NR_025811.1| Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 
199030 Bacteria_16S 4018278 4018209 10 79 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 
199030 Bacteria_16S 4130276 4130203 10 83 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 
199030 Bacteria_16S 195582 195510 12 84 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 
199030 Bacteria_16S 262811 262743 2 70 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 
199030 Bacteria_16S 734493 734421 12 84 gi|265678559|ref|NR_028863.1| Thiohalocapsa 
halophila strain 4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 

199030 Bacteria_16S 1399254 1399178 8 84 gi|228715357|ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
199030 Bacteria_16S 1484345 1484281 10 74 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 
199030 Bacteria_16S 2412889 2412817 12 84 gi|219857452|ref|NR_025040.1| Methylosarcina 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylosarcina. 
199030 Bacteria_16S 2440194 2440122 12 84 gi|219857428|ref|NR_025016.1| Methylobacter 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 2440521 Methylobacter 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylobacter. 
199030 Bacteria_16S 3096297 3096229 2 70 gi|219846858|ref|NR_026450.1| Ruminobacter 
amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; Ruminobacter. 


rs 


199030 Bacteria_16S 


marinum DSM 5261 
Proteobacteria; 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


199030 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 


strain N. Pfennig 
Proteobacteria; 


seropedicae strai 
Bacteria; Proteob 


strain KB740 16S 


Proteobacteria; B 


strain BG8 16S ri 
Proteobacteria; 


whittenburyi stra 


Methylococcaceae; 


199030 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; 


strain CDC F5101 


Proteobacteria; B 


199030 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


199030 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


199030 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


199030 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


199030 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


199030 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


199030 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


199030 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


199030 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


199030 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


199030 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


199030 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


199030 Bacteria_16S 


lusitanum strain 


G 


G 
199030 Bacteria_16S 


G 


G 


3388916 3388844 12 84 gi 


3772672 3772606 2 68 gi 


acteria; Proteobacteria; 
10104 10029 9 84 gi 
2 16S ribosomal RNA, partial sequence 


58752 58685 
2711 16S ribosomal 
ammaproteobacteria; 
64789 64718 
n Z67 16S ribosomal 


12 79 gi 
Chromatiales; 
12 83 


RNA, 


gi 


157488 157417 12 83 
ribosomal RNA, partial sequence 


gi 


191051 190984 12 79 
bosomal RNA, partial sequence 


gi 


194071 194004 12 79 gi 


Methylobacter. 
197092 197025 12 79 
bosomal RNA, partial sequence 


gi 


290022 289951 12 83 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
393270 393199 12 83 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
414947 414876 12 83 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; Lacto 
453438 453367 12 83 gi 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 

455037 454966 12 83 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

474799 474728 12 83 gi 
rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; E 
499372 499301 12 83 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500924 500853 12 83 gi 


gi 


etaproteobacteria; Burkholderiales; Co: 
519183 519108 10 85 gi 


Photorhabdus. 

598040 597973 12 79 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
628548 628473 10 85 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
651457 651386 12 83 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
722289 722214 10 85 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
739146 739075 12 83 gi 
P6-12 16S ribosomal RNA, 


e; 
gi 


16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chro 
199030 Bacteria_16S 
train H2 16S ribosomal RNA, partial se 
Deltaproteoba 


acteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
199030 Bacteria_16S 
RNA, partial seque 
Chro: 


complete sequ 
acteria; Betaproteobacteria; Burkholde 
199030 Bacteria_16S 
156293 15781 
etaproteobacteria; Rhodocyclales; Rhod 
199030 Bacteria_16S 
189853 19130 
ammaproteobacteria; Methylococcales; M 
199030 Bacteria_16S 
in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


195893 19735 
ammaproteobacteria; Methylococcales; M 
199030 Bacteria_16S 


452220 45376 


453819 45536 


6S ribosomal RNA, partial sequence 499730 50125 


kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


596871 59824 


627341 62884 


721087 72261 


219846653 


matiaceae; 
219846383 
quence 
cteria; De 
265679057 

8961 
nadales; P 
265679025 
nce 57580 
matiaceae; 
265679021 
ence 63592 
riales; Ox 
265678958 


ocyclaceae 
265678936 


ethylococc 
265678934 
NA, partia 


265678932 


ethylococc 
265678867 
28882 
caligenace 
265678793 
sequence 
illaceae; 
265678778 
equence 
bacillacea 
265678752 


265678751 


265678735 
sequence 

nterococca 
265678719 
ence 49817 
riales; Co 
265678718 


mamonadace 
265678706 


265678654 


matiaceae; 
265678633 


Enterobac 
265678617 
tial seque 
rococcacea 
265678567 


Enterobac 


ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 
ref|NR_025974.1] Geobacter 
3771473 3772890 Geobacter 
sulfuromonadales; Geobacteraceae; 
ref|NR_029365.1 
10291 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


NR_029333.1 
Thiocy 
iocystis. 
NR_029329.1 
65117 Herbas 


Thiocystis violacea 
stis violacea Bacteria; 


Herbaspirillum 
pirillum seropedicae 
alobacteraceae; Herbaspirillum. 
ref|NR_029266.1| Azoarcus evansii 
8 Azoarcus evansii Bacteria; 

; Azoarcus. 
ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 

ref|NR_029242.1] Methylobacter 

1 sequence 192873 194334 
Methylococcales; 


ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 


ref|NR_029173.1| Bordetella holmesii 
4 290348 Bordetella holmesii Bacteria; 
ae; Bordetella. 
ref|NR_029098.1| Paenibacillus 
392074 393575 Paenibacillus 
Paenibacillus. 
ref |NR_029083.1| Lactobacillus 
413724 415278 Lactobacillus 
e; Lactobacillus. 
ref|NR_029057.1| Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 


ref|NR_029040.1 
473588 475066 
ceae; Enterococc 
ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hydrogenophaga. 
ref |NR_029023.1| Hydrogenophaga atypica 
6 Hydrogenophaga atypica Bacteria; 
ae; Hydrogenophaga. 
ref|NR_029011.1] Photorhabdus 
sequence 517982 519496 Photorhabdus 
cteria; Enterobacteriales; 


Enterococcus 
Enterococcus 
us. 
Hydrogenophaga 
enophaga defluvii 


ref|NR_028959.1| Thiobaca trueperi 
0 Thiobaca trueperi Bacteria; 
Thiobaca. 
ref |NR_028938.1| Morganella morganii 
2 Morganella morganii Bacteria; 


265678555 


teriaceae; Morganella. 

ref|NR_028922.1] Aerococcus 

nce 650305 651625 Aerococcus 

e; Aerococcus. 

ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 
ref|NR_028859.1| Herbaspirillum 


complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 


199030 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


199030 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


199030 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


199030 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


199030 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


199030 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


199030 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


199030 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


199030 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


199030 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


199030 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


199030 Bacteria_16S 
n NRIC 0604 16S ribosomal RNA, partial 
Firmicutes; 
1036442 1036371 12 
bosomal RNA, partial sequence 


satsumensis strai 
satsumensis Bacte 


199030 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


strain 7-1 16S ri 
Proteobacteria; B 


199030 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


199030 Bacteria_16S 
13501 16S ribosomal RNA, complete sequence 


Proteobacteria; B 


199030 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


199030 Bacteria_16S 


strain 13.4 16S r 


cteria; 


Firmicutes; 
898077 898006 12 


810148 810073 9 
O-BC30 16S ribosomal RNA, partial sequence 80896 
acteria; Gammaproteobacteria; Alteromo 


831552 831481 12 
rain 440 16S ribosomal RNA, partial sequence 
Lactobacillales; 


84 


83 


83 


ribosomal RNA, partial sequence 


bacillales; 


teria; 


s Bacteria; 


ria; 


bacillales; 


ria; 


Firmicutes; 
996917 996846 12 
ribosomal RNA, 


Enterococcaceae; 
904260 904185 10 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
907352 907285 16 
ain S'pore Tl 16S ribosomal RNA, parti 
Proteobacteria; 


950732 950661 12 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
952291 952220 12 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
958471 958400 12 
s strain $1812 16S ribosomal RNA, part 


Firmicutes; 


963099 963028 12 
n 47-16 16S ribosomal RNA, partial sequence 
Lactobacillales; 


1037982 1037911 12 
bosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; 
1146787 1146716 12 
ibosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; 
1193652 1193581 12 


gi 


gi 


gi 


896853 89837 


E 


265678506 
nadales; P 


265678492 


265678446 


ref 
8 810417 Pseud 
seudoalteromonadaceae; 


ref im 
830324 83183 
nterococcaceae; 
ref 
6 Enterococcus 


NR_028809.1 


NR_028795.1 


Enterococ 
NR_028748.1 


Oo 


5 
c 


Pseudoalteromonas 
alteromonas phenolica 


Enterococcus 
Enterococcus 

us. 

Enterococcus avium 


avium Bacteria; 


Enterococcus. 

85 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
e 903072 904507 Legionella gresilensis 
lales; Legionellaceae; Legionella. 

83 gi|265678440|ref|NR_028742.1| Desulforhopalus 
al sequence 906169 907666 Desulforhopalus 

Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
83 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
949535 951049 Acidovorax delafieldii Bacteria; 


83 
83 
Bacillales; 


83 


83 


complete sequence 
Carnobacteriaceae; 
1003042 1002971 12 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
1033391 1033320 12 


83 


etaproteobacteria; Burkholderiales; 
199030 Bacteria_16S 


83 
1192457 


etaproteobacteria; Burkholderiales; 
1198314 1198243 12 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1246626 1246555 2 
ibosomal RNA, partial sequence 


83 


73 


995703 99724 
Granulicatella. 


gi 


1001834 10033 


1145612 11470 


265678376 


ae; 


ref 
01 Azovibrio restrictus Bacteria; 


Acidovorax. 


0 Granulicatella 


NR_028678.1 


gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
951100 952594 Curvibacter delicatus Bacteria; 
ae; Curvibacter. 
gi|265678406|ref|NR_028708.1| Geobacillus 
ial sequence 957258 958773 Geobacillus 
Bacillaceae; Geobacillus. 
gi|265678403|ref|NR_028705.1| Enterococcus 
961894 963406 Enterococcus 
Enterococcaceae; Enterococcus. 
gi|265678380|ref|NR_028682.1| Granulicatella elegans 


elegans Bacteria; 


Azovibrio restrictus 


Azovibrio. 
83 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
sequence 1032165 1033720 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

83 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
1035238 1036733 Herbaspirillum putei Bacteria; 
Oxalobacteraceae; Herbaspirillum. 

83 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
1036784 1038267 Curvibacter gracilis Bacteria; 
Comamonadaceae; Curvibacter. 

83 gi|253680759|ref|NR_028007.1| Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Oxalobacteraceae; Collimonas. 
gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
1193978 Bordetella hinzii LMG 13501 Bacteria; 
Alcaligenaceae; Bordetella. 
gi|228715504|ref|NR_027534.1| Ramlibacter 

e 1197131 1198567 Ramlibacter tataouinensis 

rkholderiales; Comamonadaceae; Ramlibacter. 
gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 


1245479 12468 


80 Amycolatopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


199030 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; 


199030 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


199030 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


199030 Bacteria_ 


ruhlandii strain 
Bacteria; 


199030 Bacteria_ 


strain U120 16S 


1376837 1376766 12 
CJ2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
1403730 1403655 9 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; 


1406701 1406630 12 
ain 4H-1 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


83 


84 


83 


gi 


gi 


gi 


228717818 
13756 


219857444 
14026 
P 


219857143 


ref 
65 1377116 Polar 


Co 


ref 
05 1403959 Pseud 


seudoalteromonadaceae; 


ref 
1405568 14069 
Rhodospi 


Proteob 


16S 1457122 1457051 12 83 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
16S 1466114 1466043 12 83 gi 
ribosomal RNA, partial sequence 


224581416 
ence 14559 
riales; Al 
224581409 
1464924 1466433 Azoarcus buckelii Bacteria; 


ref 


cali 


66 1457283 Achro: 


NR_027567.1 


mamonadacea 
NR_025032.1 


NR_024771.1 
8 
rillales; Ac 


NR_027197.1 


genaceae; Ac 


ref 


NR_027190.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


Oo 


rubida Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Polaromonas 


omonas naphthalenivorans 
e; 


Polaromonas. 
Pseudoalteromonas 
alteromonas ulvae 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Achromobacter 


mobacter ruhlandii 


hromobacter. 
Azoarcus buckelii 


199030 Bacteria_16S 1469124 1469053 12 83 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 


199030 Bacteria_16S 1472196 1472125 12 83 gi| 224581405 |ref|NR_027186.1| Achromobacter 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
199030 Bacteria_16S 1514345 1514274 12 83 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

199030 Bacteria_16S 1526480 1526409 12 83 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 1588485 1588414 12 83 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 


strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
199030 Bacteria_16S 1687385 1687314 12 83 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 
199030 Bacteria_16S 1838158 1838087 12 83 gi|219878310|ref|NR_025449.1| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 1879233 1879162 12 83 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
199030 Bacteria_16S 1897903 1897832 12 83 gi|219878265|ref|NR_025404.1| Bordetella trematum 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
199030 Bacteria_16S 1947694 1947623 12 83 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
199030 Bacteria_16S 1964426 1964355 12 83 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 
199030 Bacteria_16S 1971744 1971673 12 83 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 
199030 Bacteria_16S 1992035 1991960 10 85 gi|219878201|ref|NR_025340.1| Serratia grimesii 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 


199030 Bacteria_16S 2068237 2068166 12 83 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

199030 Bacteria_16S 2069769 2069698 12 83 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

199030 Bacteria_16S 2083682 2083611 12 83 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 2179106 2179035 12 83 gi|219857614|ref|NR_025203.1| Ramlibacter 


henchirensis strain TMB834 16S ribosomal RNA, partial sequence 177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 


ND 


199030 Bacteria_16S 2188221 2188146 10 85 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

199030 Bacteria_16S 2271976 2271901 9 84 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 


ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


199030 Bacteria_16S 2278093 2278026 12 79 gi| 219857548 |ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
199030 Bacteria_16S 2284180 2284113 12 79 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter marinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 

199030 Bacteria_16S 2291644 2291569 9 84 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


199030 Bacteria_16S 2305159 2305088 12 83 gi|2 
strain KF46F 16S ribosomal RNA, partial sequence 2303 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
199030 Bacteria_16S 2414453 2414386 12 79 gi 
strain AML-C10 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 
199030 Bacteria_16S 2447837 2447762 9 84 gi 
maricaloris strain KMM636 16S ribosomal RNA, partial se 
maricaloris Bacteria; Proteobacteria; Gammaproteobacter 
Pseudoalteromonas 
199030 Bacteria_16S 


2 


2 


2500548 2500477 12 83 
strain MF63 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
199030 Bacteria_16S 2545469 2545398 12 83 gi 
strain CCUG 2113 


gi|2 


2 


ma. 


2413261 24147 
et 


qu 
ia 
2499368 25008 


Oc 


16S ribosomal RNA, partial sequence 2544276 25457 


19857526 
983 23054 
monadace 
19857451 


ref |NR_025114.1 


ae; 
ref 


Xenophilus. 
NR_025039.1 


hylococec 
19857421 
ence 

Altero: 


aceae; Methylos 
ref|NR_025009.1 

2446675 244812 
monadales; Pseu 


, 


19857382|ref|NR_024970.1 


; Az 
ref 


yclaceae 
19857347 


oarcus. 
NR_024935.1 


d 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
a 


rcina. 
Pseudoalteromonas 

4 Pseudoalteromonas 

oalteromonadaceae; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

199030 Bacteria_16S 2593156 2593085 12 83 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

199030 Bacteria_16S 2617836 2617765 12 83 gi|219857254|ref|NR_024885.1| Paralactobacillus 
selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

199030 Bacteria_16S 2649909 2649838 12 83 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

199030 Bacteria_16S 2654427 2654356 12 83 gi|219857222|ref|NR_024850.1| Azoarcus communis 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

199030 Bacteria_16S 2696153 2696082 12 83 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
199030 Bacteria_16S 2705330 2705259 12 83 gi|219857185|ref|NR_024813.1]| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 2717294 2717219 10 85 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

199030 Bacteria_16S 2718821. 271875012 83 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

199030 Bacteria_16S 2837708 2837637 12 83 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 2848388 2848317 12 83 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

199030 Bacteria_16S 2849945 2849874 12 83 gi| 219856891 |ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
199030 Bacteria_16S 2862360 2862289 12 83 gi| 219856883 |ref|NR_024702.1| Curvibacter 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
199030 Bacteria_16S 2868532 2868461 12 83 gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

199030 Bacteria_16S 2961300 2961225 10 85 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

199030 Bacteria_16S 3010140 3010069 12 83 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 3014689 3014618 12 83 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

199030 Bacteria_16S 3025231 3025160 12 83 gi|219846907|ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

199030 Bacteria_16S 3038938 3038867 12 83 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 


strain M-29c 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 


3037737 3039205 Vagococcus fluvialis Bacteria; 


199030 Bacteria_16S 
train TL1 16S ribosomal RNA, partial s 
Proteobacteria; 


mechernichensis s 
mechernichensis B 


199030 Bacteria_16S 


strain m1134/97/1 
Firmicutes; Lacto 


199030 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


199030 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


199030 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


199030 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


199030 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; G 


lividum strain DS 
Bacteria; Proteob 


agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 
199030 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


199030 Bacteria_16S 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


199030 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


199030 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


strain WO-44C 16S 
Proteobacteria; G 


199030 Bacteria_16S 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; 
199030 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Methyloc 


psychrotropica st 
psychrotropica Ba 


Bacteria; Proteob 


3061816 3061745 12 


acteria; 
3070706 3070635 12 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


bacillales; 
3114239 3114168 12 
16S ribosomal RNA, 
etaproteobacteria; 
3121829 3121758 12 
n RAOx- 
ria; Firmicutes; 
3123376 3123305 12 
RAOx1 
tes; Bacillales; 
3150356 3150289 12 
DSM 38 
ia; Pro 
3173237 3173170 12 


ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
199030 Bacteria_16S 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
199030 Bacteria_16S 
train Wlr3 16S ribosomal RNA, partial 
Proteobacteria; 


3221825 3221754 12 


3223344 3223273 12 
acteria; 


3350705 3350634 12 


complete sequence 
Rhodocyclales; 


FS 16S ribosomal RNA, partial s 
Bacillales; 


16S ribosomal RNA, partial sequ 
Paenibacillaceae; Ane 


02 16S ribosomal RNA, partial s 
teobacteria; Gammaproteobacteri 


83 219846881 
equence 
teria; 


219846875 


gi 


Betaproteobac 
83 gi 


Vagococcu 
83 gi 


s. 
219846846 


Rhod 
gi 


oc 
219846841 
equence 
llaceae; 
219846840 
ence 31221 
ur 
219846822 
equence 

a; 
gi| 219846806 
3172065 31735 
matiaceae; 
219846773 
ence 32206 
riales; 
219846772 
sequence 

teria; 


83 
Paenibaci 


83 gi 


79 gi 


79 


83 gi 


83 gi 


Betaproteobac 
83 


gi| 219846684 


6S ribosomal RNA, partial sequence 3349528 33510 


etaproteobacteria; Burkholderiales; Bu 
199030 Bacteria_16S 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


3420597 3420522 9 


3423559 3423484 9 


Proteobacteria; 
3546145 3546074 12 
somal RNA, 
laceae; Bacillus. 

3556920 3556849 12 


bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
199030 Bacteria_16S 


3576580 3576505 10 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 


3663230 3663155 10 


Proteobacteria; 
3693599 3693532 12 


199030 Bacteria_16S 
strain 34-P 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
199030 Bacteria_16S 
strain S51-W 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; C 
199030 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


parapertussis str 
parapertussis Bac 


bronchiseptica st 
bronchiseptica Ba 


3795272 3795201 12 


3796791 3796716 10 


3798317 3798246 12 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
199030 Bacteria_16S 
ain 522 16S ribosomal RNA, partial seq 
teria; 
199030 Bacteria_16S 


3805861 3805790 12 


Proteobacteria; 
3807375 3807304 12 


rain Dog 71 16S ribosomal RNA, partial 
cteria; 
199030 Bacteria_16S 
strain Td-21 16S ribosomal RNA, partial sequence 


Proteobacteria; 
3855960 3855889 12 


complete sequence 


rk 
219846631 
ence 34194 
nadales; 


84 gi 


84 219846629 
ia 
er 


gi 
Gammaproteobact 

83 gi|219846546 
3544949 35464 
83 gi| 219846538 
3555718 35572 
oc 
gi|219846525 
3575389 35768 


85 


Rho 


30695 


31130 
yclaceae 


Aneur 


inibacil 


Chromat 


Ox 


Bur 


holderia 


P 


1 sequen 
ia; Alte 


yclaceae 


ref |NR_026473.1 
3060645 306213 
docyclales; Rho 
ref |NR_026467.1 
11 3070973 Vagoc 


ref |NR_026438.1 
39 3114569 Azoar 
; Azoarcus. 
ref |NR_026433.1 

3120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammon 
lus group; Ammo 
ref|NR_026414.1 
149167 315062 
iales; Chromati 
ref |NR_026398.1 


w 


Thiorhodococcus 
ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref |NR_026364.1 

3222170 322363 
kholderiales; O 


ref |NR_026276.1 


ceae; Paucimona 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromona 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref|NR_026138.1 


ref|NR_026130.1 


7 ZO 
ref 


ogloea. 
NR_026117.1 


d 


fo} 


Cc 


ne 
n 


a 


x 


d 


54 Bacillus cohnii Bacteria; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Vagococcus lutrae 
ccus lutrae Bacteria; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 

Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Ss. 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 


udoalteromonadaceae; 


Bacillus cohnii strain 
Firmicutes; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


ionellaceae; Legionella. 
85 gi|219846463|ref|NR_026055.1| Colwellia 
al sequence 3662041 3663526 Colwellia 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
79 gi| 219846442 |ref|NR_026033.1| Methylosphaera 
3692415 3693865 Methylosphaera hansonii 
occales; Methylococcaceae; Methylosphaera. 
83 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
3794096 3795549 Polaromonas vacuolata Bacteria; 
mamonadaceae; Polaromonas. 
85 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
3795600 3797066 Colwellia rossensis Bacteria; 
olwelliaceae; Colwellia. 
83 gi|219846364|ref|NR_025955.1]| Cycloclasticus pugetii 
3797117 3798610 Cycloclasticus pugetii Bacteria; 
cirickettsiaceae; Cycloclasticus. 
83 gi|219846359|ref|NR_025950.1| Bordetella 
uence 3804660 3806123 Bordetella 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
83 gi|219846358|ref|NR_025949.1| Bordetella 
sequence 3806174 3807637 Bordetella 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
83 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


3854781 3856237 Azoarcus tolulyticus Bacteria; 


199030 Bacteria_ 


stercoraria strai 
stercoraria Bacte 


199030 Bacteria_ 


adiacens strain G 
adiacens Bacteria 


199030 Bacteria_ 
strain ATH 2.2.1 
Proteobacteria; 

199030 Bacteria_ 
strain 2761 16S 
Proteobacteria; 

199030 Bacteria_ 


strain R22 16S ri 


B 


B 


16S 3965018 3964947 12 83 
ribosomal RNA, partial sequence 


gi 


16S 4010799 4010724 10 85 


bosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Ru 


3963836 39652 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 


4009610 40110 


brivivax. 
219846249 


oc 
219846216 


ref 


, 
ref 


NR_025839.1 


odocyclus. 
NR_025806.1 


16S 3888246 3888167 2 81 gi|219846304|ref|NR_025894.1| Vitreoscilla 

n Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
ria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 

16S 3932586 3932515 12 83 gi|219846272|ref|NR_025862.1| Granulicatella 

IFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 

; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

16S 3962001 3961930 12 83 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 
Rh 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

199030 Bacteria_16S 4122726 4122655 12 83 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

199030 Bacteria_16S 4171917 4171846 12 83 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

199030 Bacteria_16S 4176513 4176442 12 83 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

199030 Bacteria_16S 4177998 4177927 12 83 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
199030 Bacteria_16S 4194840 4194769 12 83 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 


strain LMG 5906 1 
Proteobacteria; 


strain Ifremer A3 


Proteobacteria; 


Bacteria; 


espejiana strain 
Bacteria; 
Pseudoalteromonas 


199030 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; 


strain 50 16S rib 
Proteobacteria; 


strain OY 0-002 1 
Proteobacteria; 


strain 40 16S rib 
Proteobacteria; G 


199030 Bacteria_16S 


actinomycetemcomi 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


199030 Bacteria_16S 
asymbiotica subsp. 


Enterobacteriales 


199030 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


199030 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


B 
199030 Bacteria_16S 
hispanicus strain 
hispanicus Bacter 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 
antarctica strain 
Proteob 
Pseudoalteromonas. 
199030 Bacteria_16S 


Proteob 


G 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


etaproteobacteria; Burkholderiales; Al 
4225070 4224999 12 83 gi 
DSM 5352 16S ribosomal RNA, partial s 


ammaproteobacteria; Vibrionales; Vibri 
223371 223297 10 84 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
293228 293166 10 72 gi 
tans strain 277/49-50(8) 16S ribosomal 


asteurellaceae; Aggregatibacter. 


400886 400824 10 72 gi 


, 


Enterobacteriaceae; Photorhabdus. 

487006 486932 10 84 gi 
RNA, partial sequence 485792 487 
ia; Vibrionales; Vibrionaceae; Vibrio. 
488577 488515 10 72 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 


199030 Bacteria_16S 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, 


6S ribosomal RNA, partial sequence 4193672 41950 
ca 


equence 


6S ribosomal RNA, partial sequence 174571 17599 
onaceae; 


222148 22363 
onaceae; 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


ce 
irillales; 


517618 517556 10 72 gi 


ligenace 
219846055 


ae; Kerstersia. 
ref|NR_025645.1 
4223876 42253 


ibri 
ref 


Vv 
265678914 


oO. 
NR_029222.1 


Vibri 
265678865 |ref 
RNA, partial 


oO. 
NR_029171.1 
sequence 


8 


85 Kerstersia gyiorum Bacteria; 


Salinicoccus 
3 Salinicoccus 


ia; Firmicutes; Bacillales; Salinicoccus. 

41996 41922 Lg 84 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
65 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

82686 82616 9 79 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 

NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

128577 128507 9 79 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

169784 169710 10 84 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
ibosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

171260 171186 10 84 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
osomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

175786 175712 10 84 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


265678788 | ref 


rtia 


NR_029093.1 
1 sequence 


265678727 
320 Vibri 


ref 
oO po 


NR_029032.1 
nticus Bact 


265678726 
48737 


ref |NR_029031.1 
1 488866 Marin 
Marinomonas. 
265678707 |ref|NR_029012.1 
complete sequence 


e 


fo} 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Vibrio ponticus strain 
ria; Proteobacteria; 


Marinomonas 
monas ushuaiensis 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


199030 Bacteria_16S 
mariniglutinosa strain KMM 3635 16S ribosomal RNA, part 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteoba 


Pseudoalteromonas 


199030 Bacteria_16S 
impatiens strain EL-105 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 


Photorhabdus. 
79 


Enterobacteriaceae; 
548139 548069 9 


, 


gi 


605584 605522 10 72 


gi 


Saccharospirillum. 


199030 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


199030 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


199030 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


199030 Bacteria_16S 
akhurstii strain FRGO4 16S ribosomal 
Photorhabdus luminescens subsp. 


luminescens subsp 


Enterobacteriales 


199030 Bacteria_16S 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
199030 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


strain Pull 5.3 1 
Proteobacteria; G 


strain CFBP 5236 


Proteobacteria; G 


laumondii strain TTO1 16S ribosomal 


Photorhabdus. 
725458 725396 10 72 


; Enterobacteriaceae; 


gi 


v 


Photorhabdus. 
754887 754825 10 72 


Enterobacteriaceae; 
gi 


791746 791672 10 
6S ribosomal RNA, 


84 gi 
complete sequence 79 


845211 845149 10 72 gi 
16S ribosomal RNA, partial sequence 84 
ammaproteobacteria; Enterobacteriales; 


199030 Bacteria_16S 
elyakovii strain KMM 162 16S ribosomal RNA, partial seq 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria 


Pseudoalteromonas 


199030 Bacteria_16S 
subsp. vallismortis strain DV 16S ribosomal RNA, partia 
subsp. vallismortis Bacteria; Proteobacteria; Gammaprot 


Salinivibrio. 


199030 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


199030 Bacteria_16S 
in KMM 3633 16S ribosomal RNA, partial 
Gammaproteobacte 


primoryensis stra 
primoryensis Bact 


199030 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; G 


strain JT7304 16S 
Proteobacteria; G 


ganghwensis strai 
ganghwensis Bacte 


199030 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


199030 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


199030 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; G 


199030 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


199030 Bacteria_16S 


938280 938210 9 79 gi 


966154 966080 10 84 gi 


1010527 1010453 10 84 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1065446 1065384 10 72 


gi 


gi 
eria; Proteobacteria; 
1136132 1136058 10 84 
bosomal RNA, partial sequence 


gi 


1152827 1152753 10 84 
ribosomal RNA, partial sequence 


gi 


1278033 1277959 10 84 gi 


ria; Proteobacteria; 
1382770 1382696 10 84 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1467620 1467554 2 68 gi 
ibosomal RNA, partial sequence 
rochaetales; 


gi 


616418 616344 10 84 gi| 265678641 
bosomal RNA, complete sequence 615203 61674 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 

645395 645321 10 84 gi| 265678621 

complete sequence 644174 645732 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 

723875 723813 10 72 gi| 265678566 


ammaproteobacteria; Alteromonadales; P 
199030 Bacteria_16S 


1009316 10108 
s 


1134932 11363 
ammaproteobacteria; Vibrionales; Vibri 
199030 Bacteria_16S 
1151622 11530 
ammaproteobacteria; Alteromonadales; P 
199030 Bacteria_16S 
n JC2041 16S ribosomal RNA, partial se 
Gammaproteobacter 


1381574 13830 


1466484 14678 
Spirochaetaceae; Treponema. 


265678687 
ial sequen 
cteria; Al 


265678648 
ence 60442 
irillales; 


RNA, parti 


265678565 
RNA, part 


265678543 
ence 75371 
cteriales; 
265678518 
0537 79204 
sychromona 
265678483 
4000 84550 
Enterobac 
265678420 
uence 

Alteromo 


, 


265678401 
1 sequence 
eobacteria 


265678371 


hewanellac 
265678334 
sequence 
ria; Ocean 
253680766 


onaceae; V 
253680755 


sychromona 
219846127 
quence 

ia; Altero 
228717104 


diomarinac 
224581408 


ospi 


dace 


mona 


ref|NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 
ref |NR_028946.1 
ibri 
ref 
o le 


oO. 
NR_028926.1 
ntus Bacteri 


ref 
als 


NR_028870.1 
equence 


ref 
ial 


NR_028869.1 
sequence 


ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028821.1 
3  Psychromonas 
daceae; Psychrom 
ref|NR_028786.1 


teriaceae; Samso 
ref |NR_028722.1 

937095 938588 
nadales; Pseudoa 


ref |NR_028703.1 
964933 966480 
Vibrionales; V 


, 


ref|NR_028673.1 
eae; Shewanella. 
ref|NR_028636.1 

1064282 106570 
rillales; Ma 
ref|NR_028014.1 
ibrio. 
ref|NR_028003.1 
67 Psychromonas 
ae; Psychrom 
ref|NR_025717.1 

1276861 127826 
dales; Colwe 
ref|NR_027560.1 
Idiomarina 
NR_027189.1 


ref 


1546339 1546265 10 84 gi|219857261|ref|NR_024892.1 

S ribosomal RNA, partial sequence 1545151 15466 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
1553780 1553718 10 72 gi|219857220|ref|NR_024848.1 
16S ribosomal RNA, partial sequence 1552580 1554073 Provid 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Provi 
1658524 1658450 10 84 gi|219878436|ref|NR_025575.1 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Saccharospirillum 
rospirillum impatiens 


aceae; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Vibrio lentus strain 
a; Proteobacteria; 


Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Psychromonas arctica 


arctica Bacteria; 


onas. 
Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Salinivibrio costicola 
Salinivibrio costicola 


ibrionaceae; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Marinomonas 

0 Marinomonas 

rinomonas. 

Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Psychromonas kaikoae 


kaikoae Bacteria; 


onas. 

Thalassomonas 

8 Thalassomonas 
lliaceae; Thalassomonas. 
Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 
eae; 


Treponema putidum 


91 Treponema putidum Bacteria; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Providencia stuartii 


encia stuartii Bacteria; 
dencia. 


Vibrio fortis strain 


CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


199030 Bacteria_16S 
CAIM 578 16S ribo 
Gammaproteobacteria; 
199030 Bacteria_16S 
agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 
199030 Bacteria_16S 
strain 2825 16S r 
Proteobacteria; G 
199030 Bacteria_16S 
strain LMG 20362 
Proteobacteria; G 
199030 Bacteria_16S 
R-3712 16S riboso: 
Gammaproteobacter 
199030 Bacteria_16S 


15052 16S ribosomal RNA, partial sequence 


Gammaproteobacter 
199030 Bacteria_16S 
strain LMG 20536 16S 
Proteobacteria; G 
199030 Bacteria_16S 
strain HK85 16S r 
Proteobacteria; G 
199030 Bacteria_16S 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


199030 Bacteria_16S 


proteamaculans strain DSM 4543 16S ribosomal RNA, parti 
proteamaculans Bacteria; Proteobacteria; Gammaproteobac 


Serratia. 
199030 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; G 
199030 Bacteria_16S 
strain DSM 12358 16S 
Proteobacteria; G 
199030 Bacteria_16S 
strain DSM 4594 1 
Proteobacteria; G 
199030 Bacteria_16S 
strain DSM 30118 16S 
Proteobacteria; G 
199030 Bacteria_16S 
DSM 5563 16S ribo 
Gammaproteobacteria; 
199030 Bacteria_16S 
proteus strain 42 
Bacteria; Proteob 
199030 Bacteria_16S 
strain Eb 13/82 1 
Proteobacteria; G 
199030 Bacteria_16S 
carotovorum subsp 


Enterobacteriales; 
199030 Bacteria_16S 
submarinus strain 6N 
Bacteria; Proteob 
199030 Bacteria_16S 
elongatus strain DSM 
elongatus Bacteri 
Microbulbifer. 
199030 Bacteria_16S 
indicus strain CI 
15286 Bacteria; T 
Thermodesulfatator. 
199030 Bacteria_16S 
issachenkonii strain 


somal RNA, partial sequence 1698596 1700102 Vibri 


ammaproteobacteria; Vibrionales; Vibri 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 
somal RNA, partial sequence 1998561 2000045 Pr 

16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


6S ribosomal RNA, partial sequence 2003168 20 
ammaproteobacteria; Enterobacteriales; 


odoriferum strain LMG 17566 16S ribo 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriaceae; 


acteria; Deltaproteobacteria; Desulfov 


a; Proteobacteria; Gammaproteobacteria 


R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; 


1699795 1699721 10 84 gi| 219878408 
Vibrionales; Vibrionaceae; Vibrio. 


1754648 1754578 9 79 gi|219878370 


ribosomal RNA, partial sequence 1797206 17986 
onaceae; V 
gi| 219878284 
1874987 18764 
steurellac 
219878203 


1876178 1876116 10 72 


1988938 1988876 10 72 


gi 
Enterobac 
219878202 
al sequenc 
teria; Ent 


1990487 1990425 10 72 


gi 


1993578 1993516 10 72 gi| 219878200 


Enterobac 
1995125 1995063 10 72 gi| 219878199 
ribosomal RNA, partial sequence 1993927 19954 
Enterobac 
219878198 


1996661 1996599 10 72 


gi 


6S ribosomal RNA, partial sequence 1995493 19969 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahne 
1998206 1998144 10 72 gi| 219878197 |ref|NR_025336.1 


ribosomal RNA, partial sequence 1997016 19985 
Enterobac 
219878196 
agi 
eae; Pragi 
219878195 
20000 
cteriales; 
219878193 
046 
Enterobac 
219878177 
somal RNA, 


1999745 1999683 10 72 


gi 


Enterobacteriac 
72 gi 


Enterobacteriales; 
2001279 2001217 10 


2004347 2004285 10 72 


gi 


2028412 2028350 10 72 


gi 


Pectobacterium. 
2103455 2103373 2 84 gi 
16S ribosomal RNA, partial sequenc 


219878118 
e 21022 
ibrionales 
219857657 
quence 


; Alteromo 


2117082 2117020 10 72 gi 
6810 16S ribosomal RNA, partial se 


2224442 2224360 2 84 219857583 
ence 22232 


teriales; 


gi 


Thermodesulfobac 


2273449 2273379 9 79 gi] 219857551 
KMM 3549 16S ribosomal RNA, partial sequence 


O° po 


teri 


e 1989290 19907 
erob 


a fo 
a. 


96 2001585 Obesu: 


11 2103776 Desul 


, 


nada 


20 2224715 Thermo 
Ther 


ref |NR_025547.1 


ref|NR_025509.1 


Oo. 
ref |NR_025423.1 
Haemophilus 
ref|NR_025342.1 
aceae; Tatu 
NR_025341.1 
9 


ref 
acteriales; 


ref |NR_025339.1 
aceae; Serra 
ref |NR_025338.1 
aceae; Serra 


ref |NR_025337.1 


aceae; Prote 
NR_025335.1 
ntium Bacter 


ref 


ref |NR_025334.1 
mi 
erobacteriac 


NR_025332.1 


Ent 
ref 


aceae; Budvi 
NR_025316.1 
tial sequenc 


ref 
par 


ref|NR_025257.1 
f 
sulfohalobia 
NR_025246.1 
115900 211739 


les; Alterom 


De 
ref 
2 


ref|NR_025171.1 


modesulfobac 


ref |NR_025139.1 


meroyi Bacte 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Pseudoalteromonas 


n KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

1757778 1757704 10 84 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
ibosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

1777229 1777155 10 84 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1792337 1792263 10 84 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
mal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

1795366 1795292 10 84 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 

1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

1798405 1798331 10 84 gi|219878337|ref|NR_025476.1| Vibrio neptunius 


73 Vibrio neptunius Bacteria; 
ibri 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
eae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
mella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia fonticola 


76 Serratia fonticola Bacteria; 
teri 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 
teri 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
teri 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 
bacterium proteus 
eae; Obesumbacterium. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 
teri 


cia. 
Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Microbulbifer 

0 Microbulbifer 
onadaceae; 


Thermodesulfatator 
desulfatator indicus 
teriaceae; 


DSM 


Pseudoalteromonas 


2272329 227377 


4 Pseudoalteromonas 


issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


199030 Bacteria_16S 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial 


granulomatis Bacteria; 
199030 Bacteria_16S 
strain HPA92 16S 


199030 Bacteria_16S 


2600712 2600650 10 


Proteobacteria; 
2602266 2602204 10 


2603820 2603758 10 


72 


Gammaproteobacteria; 


72 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


72 


strain 177 16S ribosomal RNA, partial sequence 


199030 Bacteria_16S 


succinogenes strain 130Z 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


succinogenes Bacteria; 
Actinobacillus. 
199030 Bacteria_16S 
strain ATCC 12775 


199030 Bacteria_16S 


2639188 2639126 10 
Proteobacteria; 


2856188 2856126 10 


2893197 2893123 10 


72 


72 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 


84 


strain S-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; 


199030 Bacteria_16S 


3227866 3227792 10 


84 


CECT 4600 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; 


199030 Bacteria_16S 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 


nigrifaciens Bacteria; 
Pseudoalteromonas. 
199030 Bacteria_16S 


carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 
Pseudoalteromonas ca 
Pseudoalteromonadaceae; 


199030 Bacteria_16S 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 
199030 Bacteria_16S 
atlantica strain 


Pseudoalteromonas. 
199030 Bacteria_16S 
strain Milford 74 


199030 Bacteria_16S 


3422075 3422005 9 


Proteobacteria; 


3425042 3424972 9 


3426520 3426450 9 


3428001 3427931 9 


3558522 3558448 10 


3561517 3561443 10 


79 


Gammaproteobacteria; 


79 


79 


79 


IAM 12927 16S ribosomal RNA, partial sequence 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; 


84 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


84 


strain 717 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


199030 Bacteria_16S 
strain ATCC 14048 


199030 Bacteria_16S 


strain NS 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


199030 Bacteria_16S 


succiniciproducens strain S411 16S ribosomal RNA, partial 
succiniciproducens Bacteria; 


Anaerobiospirillum. 
199030 Bacteria_16S 


frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alte 


frigidimarina Bacteria 
199030 Bacteria_16S 

strain ATCC 15712 
Bacteria; 
199030 Bacteria_16S 
strain EN 101 16S 


199030 Bacteria_16S 


wasabiae strain SR91 16S ribosomal RNA, partial sequence 


Bacteria; 
199030 Bacteria_16S 


betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 
betavasculorum Bacteria; 


Pectobacterium. 
199030 Bacteria_16S 
strain 1846 


3566003 3565929 10 


3567509 3567435 10 


3634155 3634093 10 


3660170 3660101 10 


; Proteobacteria; 


3667843 3667781 10 


3670855 3670793 10 


3672363 3672301 10 


3673871 3673809 10 
Proteobacteria; 


3675376 3675314 10 


Proteobacteria; 


84 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


84 


72 


Gammaproteobacteria; 


79 


72 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


72 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


72 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


72 


Gammaproteobacteria; 


ie 


16S ribosomal RNA, partial sequence 


gi|219857268 


gi| 219857267 


2601060 26025 


gi|219857266 


2602614 26041 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


gi| 219857232 


gi|219856887 


gi|219856861 


2892009 2893502 Vibrio rumoie 
Vibrionaceae; Vibrio. 


gi|219846769 
3226672 32281 


Vibrionaceae; Vibrio. 


gi| 219846630 


gi| 219846628 


gi| 219846627 


gi|219846626 
Alteromo 


219846537 
35572 


gi 
gi|219846535 
3560299 35617 


219846532 
35647 


gi 
gi|219846531 
3566301 35677 


219846483 
sequenc 


gi 


gi|219846465 


219846459 
36666 


gi 
gi|219846457 
3669690 36711 


219846456 
36711 


gi 


gi|219846455 


Pasteurellales; 


Pasteurellales; 


Alteromonadales; 


Alteromonadales; 


ref|NR_024899.1 


ref|NR_024898.1 


ref |NR_024897.1 


ref|NR_024860.1 


ref |NR_024706.1 


ref|NR_024680.1 


ref |NR_026361.1 
43 Vibrio tapeti 


ref|NR_026222.1 


ref|NR_026220.1 


ref|NR_026219.1 


ref|NR_026218.1 


nadales; 


ref |NR_026129.1 


ref|NR_026127.1 
64 Vibrio orient 
ibrio. 
ref|NR_026124.1 


ibrio. 
ref |NR_026123.1 
56 Vibrio diazot 
ibrio. 
ref|NR_026075.1 
e 3633011 36344 
Aeromonadales; 


ref|NR_026057.1 


romonadales; 
ref|NR_026050.1 


ref|NR_026048.1 


ref 


NR_026047.1 


ref|NR_026046.1 


gi|219846454 


ref |NR_026045.1 


98 3558733 Vibrio 


85 3566250 Vibrio 


Mannheimia 


sequence 2599506 2601009 Mannheimia 
Pasteurellaceae; 


Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 
Mannheimia. 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 
Mannheimia. 


Actinobacillus 


2637974 2639461 Actinobacillus 
Pasteurellaceae; 


Pseudomonas flectens 


2854985 2856506 Pseudomonas flectens Bacteria; 


Vibrio rumoiensis 
nsis Bacteria; 


Vibrio tapetis strain 
s Bacteria; 


Pseudoalteromonas 


sequence 3420894 3422329 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Pseudoalteromonas 


3423861 3425283 
rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonas. 


Pseudoalteromonas 


3425334 3426769 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Pseudoalteromonas 


3426820 3428242 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio orientalis 
alis Bacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 
rophicus Bacteria; 


Anaerobiospirillum 


78 Anaerobiospirillum 


Succinivibrionaceae; 


Shewanella 


3658961 3660465 Shewanella 
Shewanellaceae; 


Shewanella. 
Brenneria salicis 


79 3668133 Brenneria salicis ATCC 15712 
Enterobacteriaceae; 


Brenneria. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 
Brenneria. 


Pectobacterium 


96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; 


Pectobacterium. 
Pectobacterium 


3672704 3674161 Pectobacterium 
Enterobacteriales; 


Enterobacteriaceae; 


Pantoea ananatis 


3674212 3675666 Pantoea ananatis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 


199030 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


199030 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


199030 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


199030 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


199030 Bacteria_16S 


strain SW-117 16S 


3695125 3695063 10 


3696561 3696499 10 


3750054 3749980 10 


4028947 4028873 10 


4030497 4030423 10 


72 


72 


84 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


84 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


84 


ribosomal RNA, partial sequence 


gi 


gi 


M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 


gi 
37 


gi 
40 


gi 
40 


s 


219846441 


6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pa 


st 
219846439 
ce 
llales; 
219846401 
48871 37503 
onaceae; 
219846204 
27757 40292 


219846203 
29306 40308 


eurellac 


36953 


Pa 


Vv 


hewanellac 


ref 


eae. 


ref 


ref 


ref 


eae; 
ref 


71 3696836 Actin 
steu 


NR_026032.1 


NR_026030.1 


rellaceae; 
NR_025992.1 


Oo. 
NR_025794.1 


Shewanella. 
NR_025793.1 


° 
Actinobacillus. 


Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 
ibri 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

199030 Bacteria_16S 4053134 4053064 9 79 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

199030 Bacteria_16S 4214400 4214330 9 79 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

199030 Bacteria_16S 4215955 4215885 9 79 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

199030 Bacteria_16S 94893 94812 2 83 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 99540 99459 2 83 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
199030 Bacteria_16S 165115 165034 2 83 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 168260 168191 10 79 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

199030 Bacteria_16S 172769 272700 10 79 gi| 265678948 |ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

199030 Bacteria_16S 174278 174209 10 79 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

199030 Bacteria_16S 177271 177202 10 79 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

199030 Bacteria_16S 256875 256806 12 81 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

199030 Bacteria_16S 285588 285507 2 83 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
199030 Bacteria_16S 367338 367269 10 79 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

199030 Bacteria_16S 371804 371731 10 83 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

199030 Bacteria_16S 391680 391611 12 81 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

199030 Bacteria_16S 434981 434916 10 75 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 


strain TF-27 16S 


Proteobacteria; G 


199030 Bacteria_16S 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 


578572 578503 10 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


79 


gi 


433793 43528 
s 


hewanellac 
265678667 


eae; 
ref 


Shewanella. 


9 Shewanella gaetbuli Bacteria; 


Thalassolituus 


NR_028972.1 


199030 Bacteria_16S 681630 681549 2 83 
strain NA 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 
199030 Bacteria_16S 709893 709824 10 79 gi 
strain NVI 88/441 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
199030 Bacteria_16S 711451 711382 10 79 gi 
strain NVI 88/478 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Alteromonadales; M 
199030 Bacteria_16S 733071 732998 12 85 gi 
6611 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioc 
199030 Bacteria_16S 761063 760982 2 83 gi 
strain V33 16S ribosomal RNA, partial sequence 


gi 


ap 


265678595 
680477 68183 
eriaceae; 

265678576 


onaceae; 
265678575 


oritellace 
265678560 
731878 733268 Thioc 


265678539 
759866 76120 


ref 


Neis 
ref 
70866 
Aliiv 
ref 
71023 
ae; 
ref 
apsa 
sa. 
ref 


8 710188 Aliiv 
ibrio. 


9 711741 Morit 
Moritella. 


NR_028900.1 
seria. 
NR_028881.1 


i 


NR_028880.1 
e 


NR_028864.1 
rosea Bacte 


NR_028843.1 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Aliivibrio wodanis 


brio wodanis Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

199030 Bacteria_16S 858741 858668 10 83 gi|265678473|ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
199030 Bacteria_16S 884390 884309 2 83 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

199030 Bacteria_16S 1012074 1012009 10 75 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

199030 Bacteria_16S 1111982 1111913 10 79 gi|265678301|ref|NR_028602.1| Moritella yayanosii 


strain DB21MT-5 1 
Proteobacteria; G 
199030 Bacteria_16S 
strain MBIC3157 1 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
199030 Bacteria_16S 1180102 1180033 12 81 gi 
C91 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; N 
199030 Bacteria_16S 1258573 1258504 10 79 gi 
strain A431 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
199030 Bacteria_16S 1267625 1267556 12 81 gi 
strain UR/MT95 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
199030 Bacteria_16S 1309722 1309649 10 83 gi 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, pa 
facile subsp. tolerans Bacteria; Proteobacteria; Alphap 
Hyphomicrobium. 
199030 Bacteria_16S 1311195 1311122 10 83 gi 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alph 
Hyphomicrobium. 

199030 Bacteria_16S 1355704 1355635 10 79 gi 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, p 
costicola subsp. costicola Bacteria; Proteobacteria; Ga 
Salinivibrio. 

199030 Bacteria_16S 1360100 1360031 12 
thailandensis strain E264 16S ribosomal RNA, 
thailandensis E264 Bacteria; Proteobacteria; 
Burkholderia; pseudomallei group. 

199030 Bacteria_16S 1547854 1547785 10 79 
strain KMM 227 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; I 
199030 Bacteria_16S 1615954 1615881 10 83 gi 
strain CM243 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
199030 Bacteria_16S 1623553 1623484 12 81 gi 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial s 
stercoricanis Bacteria; Proteobacteria; Betaproteobacte 
199030 Bacteria_16S 1653926 1653849 2 79 gi 
strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
199030 Bacteria_16S 1655473 1655396 2 79 gi 
strain R-10289 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; Mor 


1154244 1154175 10 79 gi 


on 


it 


on 


al 


rt 
ro 


Pp 
ap 


ar 


81 gi 
partial se 
Betaproteo 


qu 


gi 


di 


au 


ri 


an 


6S ribosomal RNA, partial sequence 1110771 11122 


253680754 
6S ribosomal RNA, partial sequence 1153118 11545 


228717704 
1178919 1180416 Nitro 


219856813 
1257400 12588 


219846423 
1266430 12679 


228721488 


228721487 


228720264 

mmaproteob 
228720024 

bacteria; 


219857260 
1546665 15481 


219878466 
1614821 16162 


219878461 
eq 


219878439 
1652728 16542 


itellaceae; 


ref 
Photo 

ref 
somo 
dace 
ref 


aceae; 


rosomona 


ibri 
ref 


aceae; V 


obacteraceae 
ref 
ence 


ria; 


ial sequ 
teobacte 


ref 
eque 
teri 


artial s 
roteobac 


ref 
uenc 
acte 


tial seq 


ref 
ence 
Burk 
ref 
omarinaceae; 
ref 
lobacteracea 
ref 
uence 
a; Burkholde 
ref 


thomonadacea 


219878438 
1654275 1655771 Thermomonas fusca Bacteria; 


ref 


1358923 13604 


1622384 16238 


NR_028002.1 


bacterium. 
NR_027566.1 
nas eutropha 
ae; Nitrosom 
NR_024632.1 


oO. 
NR_026014.1 
; Massilia. 
NR_027611.1 

130859 
Rhizobiales 


NR_027610.1 
nce 131006 
a; Rhizobial 


NR_027590.1 
e 135446 
ria; Vibrion 


NR_027587.1 
1 


holderiales; 


NR_024891.1 


Idiomarina 
NR_025605.1 


e; Woodshole 
NR_025600.1 
3 
riales; Alca 
NR_025578.1 


e; Thermomon 


56 Moritella yayanosii Bacteria; 
Moritella. 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 

onas. 

Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Massilia timonae 


23 Massilia timonae Bacteria; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


, 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Burkholderia 
0 Burkholderia 


Burkholderiaceae; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


as 
Sutterella 

8 Sutterella 

ligenaceae; Sutterella. 
Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


NR_025577.1 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 


199030 Bacteria_16S 


strain 75-80 16S 
Proteobacteria; 


strain RB-8 16S 
Proteobacteria; 


LMG 19999 16S ri 
Proteobacteria; 


strain LMG 20546 
Proteobacteria; 


haemolytica stra 
haemolytica Bact 
Thermomonas. 


199030 Bacteria_16S 


strain 2674 16S 
Proteobacteria; 


strain 2693 16S 
Proteobacteria; 


subsp. parafaeca 
subsp. parafaeca 
Alcaligenes. 


199030 Bacteria_16S 
in ATCC 33883 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


jannaschiana str 


jannaschiana Bact 
199030 Bacteria_16S 


strain DSM 2665 


strain MCS 18 16 


washingtonensis 


washingtonensis B 


Maricaulis. 


199030 Bacteria_16S 
hydrothermalis st 
hydrothermalis Bacteria; 


Thermomonas. 


199030 Bacteria_16S 


sibiricum strain 
Bacteria; 


Desulfovibrio. 


199030 Bacteria_16S 
strain YKJ-103 16 


Proteobacteria; 


strain KMM 3582 
Proteobacteria; 


Desulfobulbus. 


199030 Bacteria_16S 


strain L2-TR 16S 
Proteobacteria; 


strain IPT10 16S 
Proteobacteria; 


199030 Bacteria_16S 


Firmicutes; 
199030 Bacteria_16S 

hydrothermalis st 
hydrothermalis Bacteria; 


G 


G 


B 


1660078 1660009 10 
ribosomal RNA, partial 


1737848 1737779 10 


1793810 1793737 11 


1796850 1796781 10 


1850497 1850420 2 
eria; Proteobacteria; 


1929468 1929399 10 


G 
1931004 1930935 10 


G 
1965943 1965874 12 


lis Bacteria; 


2013580 2013507 10 
a 


2015040 2014967 10 
1 


2019472 2019399 10 
s 


2020944 2020871 10 
s 
2094257 2094180 2 

Proteobacteria; 
2104998 2104917 2 

Z-7981 
Clostridia; 
2163851 2163770 2 


Proteobacteria; 


2176102 2176001 2 


2189746 2189681 10 
af 


2238214 2238133 2 


Firmicutes; 
2256552 2256471 2 


Proteobacteria; 


2299153 2299084 10 
ribosomal RNA, partial 


2330890 2330829 12 
ribosomal RNA, partial 


2350457 2350384 10 


Clostridiales; 


79 
sequence 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 
199030 Bacteria_16S 


79 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
199030 Bacteria_16S 


84 


bosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
199030 Bacteria_16S 


79 


16S ribosomal RNA, partial sequence 1795652 17971 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
199030 Bacteria_16S 


79 


in A50-7-3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


79 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Moritellace 
199030 Bacteria_16S 


79 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Moritellace 
199030 Bacteria_16S 


81 


lis strain G 16S ribosomal RNA, partial 
Proteobacteria; 


83 


83 


6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
199030 Bacteria_16S 


83 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis 
199030 Bacteria_16S 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteobacteria; 


83 


79 


rain SGM-6 16S ribosomal RNA, partial 
Gammaproteobacteria; 


83 


16S ribosomal RNA, partial sequence 21038 
Clostridiaceae; 


83 


rain AM13 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


102 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
199030 Bacteria_16S 


Pseudomonadales; 


75 


6S ribosomal RNA, partial sequence 2188558 21900 
ammaproteobacteria; Alteromonadales; 
199030 Bacteria_16S 
californiensis st 
californiensis Bacteria; 
199030 Bacteria_16S 
mediterraneus str 
mediterraneus Bacteria; 


rain APO 16S ribosomal RNA, partial sequence 


ain 86FS1 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; 
199030 Bacteria_16S 


83 


Betaproteobacteria; 


gi|219878435|ref|NR_025574.1| Grimontia hollisae 
1658880 1660383 Grimontia hollisae Bacteria; 
Grimontia. 
gi|219878383|ref|NR_025522.1| Oleispira antarctica 
1736673 1738109 Oleispira antarctica Bacteria; 
Oleispira. 
gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
1792623 1794116 Vibrio pacinii Bacteria; 
Vibrio. 
gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
Vibrio. 
gi|219878302|ref|NR_025441.1| Thermomonas 
1849299 1850798 Thermomonas 
Xanthomonadales; Xanthomonadaceae; 
gi| 219878242 |ref|NR_025381.1| Moritella profunda 
1928261 1929762 Moritella profunda Bacteria; 
ae; Moritella. 
gi|219878241|ref|NR_025380.1| Moritella abyssi 
1929813 1931309 Moritella abyssi Bacteria; 
ae; Moritella. 
gi|219878218|ref|NR_025357.1] Alcaligenes faecalis 


sequence 


219878187 
sequenc 
Rhodo 
219878186 
153 


gi 


gi 


gi|219878183 
2018337 20197 


219878182 
sequence 


gi 


219878126 
sequence 


gi 


gi|219878117 


gi|219857626 


gi|219857616 
2174910 21764 


gi|219857606 


83 gi|219857574|ref|NR_025162.1 

2237029 223848 

Clostridia; Clostridiales; Clostridiaceae; T 
83 gi|219857562|ref|NR_025150.1 

2255320 225677 

Deltaproteobacteria; Desulfobacterales; D 
79 gi|219857531|ref|NR_025119.1 

sequence 2297982 22993 

Idiomarinaceae; Idiomarina. 

73 gi| 219857509 |ref|NR_025097.1 
sequence 2329695 2331217 Burkholderia 


etaproteobacteria; Burkholderiales; Burkholderiaceae 


Rhodobacterales; 


Xanthomonadales; 


Anoxynatronum. 


Desulfovibrionales; 


Moraxellaceae; 


1964797 196621 


ref|NR_025326.1 
e 2012455 201386 
bacterales; 
ref|NR_025325.1 


ceae; 
ref |NR_025322.1 


ref |NR_025321.1 
2019809 202123 


ref|NR_025265.1 
2093069 209454 
Xa 


ref|NR_025256.1 
27 2105235 Anoxyn 


ref|NR_025215.1 


162629 216416 


ND 


ref|NR_025205.1 
03 Psychrobacter 
Psychrobacte 
ref|NR_025195.1 


Shewanella. 


gi|219857494 


Burkholderiales; 


Hyphomonadaceae; 


0 Alcaligenes faecalis 
Alcaligenaceae; 


Hyphomonas 

4 Hyphomonas 

Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Hyphomonas. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 


Hyphomonadaceae; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Anoxynatronum 
atronum sibiricum 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 

rz 

Shewanella fidelis 


57 Shewanella fidelis Bacteria; 
Shewanellaceae; 


Tindallia 

3 Tindallia 
indallia. 
Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Burkholderia sacchari 


sacchari Bacteria; 
; Burkholderi 


1a. 


ref |NR_025082.1 


Hyphomicrobium 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 


199030 Bacteria_16S 


limimaris strain 
Bacteria; 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


199030 Bacteria_16S 
beliardensis stra 
beliardensis Bacteria; 
199030 Bacteria_16S 


strain LSv514 16S 


Proteobacteria; D 
199030 Bacteria_16S 


strain SCH-89 16S 


strain VP-6 16S r 


Proteob 
199030 Bacteria_16S 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


2355034 2354953 2 


2400580 2400507 10 


2503616 2503547 10 


Proteobacteria; 


2524882 2524801 2 


2536979 2536906 10 


2538337 2538264 10 


2539742 2539669 10 


83 


DCB-M 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


83 


79 


83 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


83 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
199030 Bacteria_16S 


83 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
199030 Bacteria_16S 


83 


strain VP-5 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
199030 Bacteria_16S 


2541072 2540999 10 


83 


strain MHS-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
199030 Bacteria_16S 


strain MHS-3 16S 
strain SM2-1 16S 
Proteobacteria; G 


schlegeliana stra 
schlegeliana Bact 


199030 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 


199030 Bacteria_16S 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
199030 Bacteria_16S 
n KP23 16S ribosomal RNA, partial sequence 28349 
acteria; Betaproteobacteria; Burkholderiales; 
199030 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


kururiensis strai 
Bacteria; Proteob 


strain IFO 13613 
strain IFO 15467 
Proteobacteria; G 


strain 2Z-7934 16S 
Firmicutes; Clost 


199030 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


199030 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


199030 Bacteria_16S 
n IFAM KB-677 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteria; 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


199030 Bacteria_16S 
DSM 10092 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


199030 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


2542477 2542404 10 


83 


ribosomal RNA, partial sequence 


2734082 2734017 10 


75 


ribosomal RNA, partial sequence 


2735572 2735507 10 


eria; Proteobacteria; 


2737062 2736997 10 
cteria; Proteobacteria; 


2744430 2744361 12 


2836181 2836120 12 


2929680 2929607 10 


2931186 2931117 10 


3102237 3102156 2 
ridia; Clostridiales; 
3124874 3124801 10 
ain DSM 
teria; 


3127832 3127759 10 
ZV-622 
ia; 


3129320 3129247 10 


3408611 3408530 2 


3429480 3429415 10 


3521594 3521513 2 


ammaproteobacteria; Alteromonadales; 
199030 Bacteria_16S 


ID 


in HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


75 


rain IK-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


81 


73 


83 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 
199030 Bacteria_16S 


79 


16S ribosomal RNA, partial sequence 2930007 29314 
ammaproteobacteria; Oceanospirillales; Oceanobac 
199030 Bacteria_16S 


83 


ribosomal RNA, partial sequence 
Clostridiaceae; 


83 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


83 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


83 


83 


25 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellac 
199030 Bacteria_16S 


83 


219857491 
23538 


gi 


219857460 
sequence 


gi 


gi|219857380 


in Montbeliard Al 16S ribosomal RNA, partial sequence 


gi|219857361 
2523668 25251 


gi| 219857353 
2535834 25371 


gi|219857352 
2537193 25385 


gi|219857351 
2538597 25399 


gi| 219857350 
2539981 25412 


gi|219857349 
2541332 25426 


gi| 219857165 
2732909 27343 
Shewanellac 
gi|219857164 


Alter 


gi|219857163 


Alt 


gi| 219857158 
2743252 27447 
gi| 219856900 
Bu 


gi| 219856837 


gi| 219856836 


gi|219846854 
3101054 31025 
Tindallia. 
219846839 
sequence 
Rhiz 


gi 


gi|219846837 
Rhizobi 
219846836 
sequenc 
Rhizob 


gi 
219846640 


gi 


219846625 
34282 


gi 


Syntrophobacterales; 


ref|NR_025079.1 


ref |NR_025048.1 
2399427 240087 


ref|NR_024968.1 


250240 


ref|NR_024949.1 


ref|NR_024941.1 
ceae; 
ref |NR_024940.1 


ceae; 
ref |NR_024939.1 


ceae; Hyphomonas 
ref|NR_024938.1 


ceae; 
ref |NR_024937.1 


2735889 273732 
eromonadales; Sh 
ref|NR_024786.1 
ae; Delftia. 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024656.1 
56 Terasakiella 
e; Terasakiella. 
ref|NR_024655.1 
58 Oceanobacter 
ter. 


ref|NR_026446.1 


ref|NR_026431.1 
123738 312518 


obiales; Hyphomi 


Ww 


NR_026429.1 
126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref 


Ww 


ref|NR_026232.1 
3407396 340888 
Syn 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 


gi|219846562 


acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 


Desulfomonile 


08 2355330 Desulfomonile limimaris 
Syntrophobacterales; Syntrophaceae; 


Desulfomonile. 
Hyphomicrobium 
3 Hyphomicrobium 


Hyphomicrobiaceae; 


Legionella 
5 2503874 Legionella 


Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Desulfotalea arctica 


53 Desulfotalea arctica Bacteria; 
Desulfotalea. 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
Hyphomonas. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Hyphomonas. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
199030 Bacteria_16S 


Hyphomonas. 

ref|NR_024793.1| Shewanella sairae 
48 Shewanella sairae Bacteria; 
eae; Shewanella. 
ref|NR_024792.1] Shewanella 

2734399 2735838 Shewanella 
omonadales; Shewanellaceae; Shewanella. 
ref|NR_024791.1] Shewanella 


8 Shewanella 
ewanellaceae; 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Terasakiella pusilla 


pusilla Bacteria; 


Oceanobacter kriegii 


kriegii Bacteria; 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Shewanella benthica 
ella benthica Bacteria; 


ref|NR_026154.1 
3520389 352188 


Pelobacter 
2 Pelobacter 


acidigallici Bact 
Pelobacter. 


199030 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; G 


nigripulchritudo 
nigripulchritudo 


199030 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


strain ATCC 35912 
Bacteria; Proteob 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


199030 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


gelidimarina stra 
gelidimarina Bact 


199030 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


strain DSS12 16S 


Proteobacteria; G 


strain DSK1 16S r 
Proteobacteria; G 


eria; Proteobacteria; 


3560002 3559933 10 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
199030 Bacteria_16S 
strain 164 16S ribosomal RNA, partial 


3563037 3562968 10 
Bacteria; Proteobacteria; 
3564523 3564454 10 


RNA, partial sequence 


3569014 3568945 10 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibrionales; 
199030 Bacteria_16S 


3570475 3570394 2 


DSM 3508 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 


Acetobacter. 
3628003 3627922 2 
16S ribosomal RNA, 


n. 


3658613 3658548 10 


in ACAM 456 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


eria; Proteobacteria; 


3889783 3889702 2 


Deltaproteobacteria; 


79 


79 


Gammaproteobacteria; V 


79 


3563299 3564734 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
199030 Bacteria_16S 


79 


83 


83 


complete sequence 
acteria; Betaproteobacteria; Neisseriales; 
199030 Bacteria_16S 


75 


83 


ribosomal RNA, partial sequence 


etaproteobacteria; Neisseriales; Neisseriaceae; 
199030 Bacteria_16S 


3951496 3951431 10 


75 


ribosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; Shewanellac 
199030 Bacteria_16S 


3953054 3952985 10 


79 


ibosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; Moritellace 


199030 Bacteria_16S 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 39741 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 
199030 Bacteria_16S 


3973860 3973791 12 


4000272 4000195 2 


81 


79 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
199030 Bacteria_16S 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibrionales; 
199030 Bacteria_16S 
HDS1-1 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


Gammaproteobacter 


strain SEBR 2582 
Proteobacteria; 


strain KMM 3823 1 
Proteobacteria; 


strain G3-29 16S 
Proteobacteria; 


strain 1H 9 16S 
Proteobacteria; 


strain SH 106 16S 
Planctomycetes; 


VR1 16S ribosomal 


Bacteria; 


Deltaproteobacteria; 
199030 Bacteria_16S 
HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vib 
199030 Bacteria_16S 


Gammapro 
199030 Bacteria_16S 
ribosomal RNA, 
Gammapro 
199030 Bacteria_16S 
ribosomal RNA, 
Gammapro 
199030 Bacteria_16S 


Firmicutes; 


4003235 4003166 10 


4047202 4047133 10 


4060646 4060577 12 


Proteobacteria; 
4066770 4066697 10 


16S ribosomal RNA, partial sequence 4065569 40669 
Desulfovibrionales; 


4104427 4104358 10 


4179571 4179506 10 


6S ribo 


4187190 4187121 10 


215741 215673 16 


217221 217133 16 


ribosomal RNA, partial sequence 
Planctomycetacia; Planctomycetales; Planctomycetaceae; 
199030 Bacteria_16S 


770152 770088 10 
RNA, partial sequence 


2508193 2508113 12 


Clostridia; 


79 


79 


4045996 4047515 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
199030 Bacteria_16S 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial 
violaceinigra Bacteria; 
199030 Bacteria_16S 


81 


Betaproteobacteria; 


83 


79 


4103238 4104753 Vibri 
rionales; Vibrionaceae; Vibrio. 


qT 


somal RNA, partial sequence 4178357 41798 
teobacteria; Alteromonadales; Shewanellac 


79 


partial sequence 
teobacteria; Vibrionales; Vibrionaceae; 


84 


partial sequence 
teobacteria; Oceanospirillales; 


103 


74 


768965 770424 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
199030 Bacteria_16S 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 
Clostridiales; 


91 


219846536 
35587 


gi 


219846534 
sequence 


gi 


gi| 219846533 


219846530 
35678 
Vibri 
219846529 


gi 


gi 


219846487 

36267 
Neiss 
219846466 


gi 


gi 


Alter 
gi|219846302 
3888563 38900 


gi|219846258 
3950287 39517 


gi| 219846257 
3951843 39533 


gi| 219846243 


gi| 219846225 
3999120 40005 


219846223 

40020 
Vibri 
219846189 


gi 


gi 


219846180 
sequenc 
Burkh 
219846175 


gi 


gi 


Desulfov 
219846150 


gi 


gi|219846094 


gi| 219846085 
4186000 41874 
Vv 

gi| 265678919 
214535 21600 
Halomonad 

gi| 265678918 


216053 21755 


gi| 265678533 


Vv 


Desulfuromonadales; 


ref 
84 3 


ref 


3 


ref 


ref 


07 3 


ref 


3 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 


ref 


ref 


ref 


ref 


gi| 219857372 


ref 


ibrio. 


ibrionales; 


onaceae; 


eriaceae; 


3657404 365891 
omonadales; 


84 Desulfovibrio 
ibrionaceae; 


o ruber Bacteria; 


NR_026128.1 
560248 Vibrio 


NR_026126.1 


NR_026125.1 


o nereis Bacteria; 


NR_026122.1 
569262 Vibrio 
Vibrio. 
NR_026121.1 


NR_026079.1 


NR_026058.1 


NR_025892.1 


NR_025848.1 


oO ezurae Bacteria; 


NR_025740.1 


o gallicus Bacteria; 


NR_025684.1 


Shewanella. 
NR_025675.1 


NR_029227.1 
Halomonas. 


NR_029226.1 


NR_028837.1 


NR_024960.1 


Thermohalobacter. 


Pelobacteraceae; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio 


561815 3563248 Vibrio 
Vibrionaceae; Vibrio. 


Vibrio nereis strain 
Proteobacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Acetobacter aceti 


569313 3570792 Acetobacter aceti 
Acetobacteraceae; 


Acetobacter; 


Neisseria gonorrhoeae 


80 3628323 Neisseria gonorrhoeae 
Neisseria. 


Shewanella 


0 Shewanella 
Shewanellaceae; 


Shewanella. 
Neisseria flavescens 


48 Neisseria flavescens Bacteria; 
Neisseria. 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


eae; Shewanella. 

ref|NR_025847.1| Moritella japonica 
48 Moritella japonica Bacteria; 

ae; Moritella. 

ref|NR_025833.1| Duganella zoogloeoides 
37 Duganella zoogloeoides Bacteria; 
ceae; Duganella. 

ref|NR_025815.1| Silanimonas lenta 

01 Silanimonas lenta Bacteria; 

aceae; Silanimonas. 

ref|NR_025813.1| Photobacterium 

46 4003543 Photobacterium lipolyticum 
onaceae; Photobacterium. 
ref|NR_025779.1| Vibrio ezurae strain 


Proteobacteria; 


ref|NR_025770.1] Duganella 

e 4059499 4060937 Duganella 

olderiales; Oxalobacteraceae; Duganella. 
ref|NR_025765.1| Desulfovibrio longus 


longus Bacteria; 


Desulfovibrio. 


Vibrio gallicus strain 
Proteobacteria; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 
ibrio. 


Halomonas elongata 


2 Halomonas elongata Bacteria; 
aceae; 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 
Blastopirellula. 


Vibrio ruber strain 
Proteobacteria; 


Thermohalobacter 


2507000 2508520 Thermohalobacter berrensis 
Clostridiaceae; 


199030 Bacteria_ 
strain P925 16S r 
G 
199030 Bacteria_ 
intermedia strain 


Proteobacteria; 


Bacteria; 


Hydrogenophilus. 


199030 Bacteria_ 
australicum strai 
australicum Bacte 
199030 Bacteria_ 
cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 
199030 Bacteria_ 
azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 
199030 Bacteria_ 
amylolyticus stra 
amylolyticus Bacteria; 
199030 Bacteria_ 
strain SS 1019 16 


Firmicutes; 


199030 Bacteria_ 
strain AS2 16S ri 


Firmicutes; 


199030 Bacteria_ 
strain J1-31B-1 1 
Firmicutes; Erysi 
199030 Bacteria_ 
sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiaceae; 
199030 Bacteria_ 
asaccharolytica s 
asaccharolytica B 
Pseudonocardiaceae; 
199030 Bacteria_ 
thermophilus stra 
thermophilus Bacteria; 


Methylococcus. 


199030 Bacteria_ 
equigenitalis str 
equigenitalis Bac 
199030 Bacteria_16S 


strain MCRL 0044 


Proteobacteria; 


199030 Bacteria_16S 


strain S-182 16S 
Firmicutes; 


199030 Bacteria_16S 


strain 124-2 16S 
Firmicutes; 


199030 Bacteria_16S 
xylanilyticus str 
xylanilyticus Bac 
199030 Bacteria_16S 
saerimneri strain 
saerimneri Bacter 
199030 Bacteria_16S 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequ 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinom 


Proteob 
199030 Bacteria_ 
thermoluteolus st 
thermoluteolus Bacteria; 


Proteobacteria; 


16S 206443 206372 12 83 
teria; Proteobacteria; 


265864 265793 2 73 


267375 267304 12 83 
bosomal RNA, partial sequence 


Pseudonocardiaceae; Amycolatopsis. 


199030 Bacteria_16S 


450349 450278 2 73 


n IFAM ST1306 16S ribosomal RNA, parti 


Gammaproteobacte 


gi 


ain N480/82 16S ribosomal RNA, partial 
Betaproteobacte 


gi 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
199030 Bacteria_16S 
strain OXB 16S ri 


gi 


266185 26767 


Betaproteobacteria; Burkholderiales; Oxalobactera 
340647 340576 12 83 gi| 265678831 
ribosomal RNA, partial sequence 339450 34088 
Lactobacillales; Lactobacillaceae; Pediococcus. 
345115 345044 12 83 gi| 265678828 
ribosomal RNA, partial sequence 343905 34542 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
376318 376247 12 83 gi| 265678804 
ain XIL14 16S ribosomal RNA, complete sequence 
teria; Firmicutes; Bacillales; Paenibacillaceae; 
411743 411672 12 83 gi| 265678780 
GDA154 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Lactobacillales; Lactobacillacea 
438113 438042 2 73 gi| 265678763 


gi 


al sequenc 


ria; Methy 


265678926 
sequence 
ria; Burkh 
265678883 


265678882 


16S 2605374 2605312 10 72 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 
ibosomal RNA, partial sequence 2604168 2605671 Mannheimia glucosida Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
16S 2645352 2645284 15 83 gi|219857228|ref|NR_024856.1| Hydrogenophaga 

S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
16S 2919184 2919112 12 84 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
rain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 

Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 

16S 3264073 3264001 10 82 gi|219846745|ref|NR_026337.1| Pedomicrobium 


e 3262929 3264382 Pedomicrobium 


ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
16S 1180 1109 2 73 gi|265679063|ref|NR_029371.1| Saccharomonospora 
34 16S ribosomal RNA, partial sequence L 1489 Saccharomonospora cyanea 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
16S 2719 2648 2 73 gi|265679062|ref|NR_029370.1| Saccharomonospora 
28 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
16S 29984 29913 12 83 gi|265679044|ref|NR_029352.1| Lactobacillus 
in LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 31558 31491 12 79 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Lactobacillales; Aerococcaceae; Facklamia. 
16S 52709 52638 12 83 gi|265679029|ref|NR_029337.1| Enterococcus asini 
bosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Lactobacillales; Enterococcaceae; Enterococcus. 
16S 55747 55680 12 79 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
6S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 
16S 72361 72290 2 73 gi|265679016|ref|NR_029324.1| Pseudonocardia 
ain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardia. 
16S 73925 73854 2 73 gi|265679015|ref|NR_029323.1| Pseudonocardia 
train 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardia. 
16S 180256 180189 12 79 gi| 265678943 |ref|NR_029251.1| Methylococcus 
in IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 


lococcales; Methylococcaceae; 


ref|NR_029234.1]/ Taylorella 

205252 206750 Taylorella 
olderiales; Alcaligenaceae; Taylorella. 
ref|NR_029189.1| Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 

eae; Pseudonocardiaceae; Kutzneria. 
ref|NR_029188.1| Oxalobacter formigenes 
2 Oxalobacter formigenes Bacteria; 
ceae; Oxalobacter. 

ref |NR_029136.1| Pediococcus parvulus 

5 Pediococcus parvulus Bacteria; 


ref |NR_029133.1 
3 Lactobacillus 


Lactobacillus pentosus 
pentosus Bacteria; 


265678755 


ref|NR_029109.1| Paenibacillus 
375101 376646 Paenibacillus 
Paenibacillus. 
ref|NR_029085.1| Lactobacillus 
410506 412073 Lactobacillus 
e; Lactobacillus. 
ref|NR_029068.1| Amycolatopsis 
ence 436922 438427 Amycolatopsis 
ycetales; Pseudonocardineae; 
ref|NR_029060.1| Saccharothrix 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 


Saccharothrix. 


199030 Bacteria_16S 461038 460967 2 73 gi|265678744|ref|NR_029049.1]| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

199030 Bacteria_16S 476336 476265 12 83 gi|265678734|ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 483889 483810 2 81 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
acidaminovorans strain sr1l5 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
199030 Bacteria_16S 502512 502441 12 83 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

199030 Bacteria_16S 507090 507019 2 73 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

199030 Bacteria_16S 523795 523724 2 73 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

199030 Bacteria_16S 532875 532804 12 83 gi| 265678697 |ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

199030 Bacteria_16S 577056 576985 12 83 gi|265678668|ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
199030 Bacteria_16S 586054 585983 12 83 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

199030 Bacteria_16S 607128 607057 12 83 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

199030 Bacteria_16S 610200 610129 12 83 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

199030 Bacteria_16S 661856 661785 12 83 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

199030 Bacteria_16S 683025 682954 12 83 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

199030 Bacteria_16S 701204 701133 12 83 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 


strain TOD45 16S 
Firmicutes; Bacil 
199030 Bacteria_16S 
strain RSA19 16S 
Firmicutes; Bacil 
199030 Bacteria_16S 
strain ThSch 12 1 
Proteobacteria; G 
199030 Bacteria_16S 
botniense strain 
Bacteria; Actinob 
Mycobacterium. 

199030 Bacteria_16S 
silvestris strain 
silvestris Bacteria; 
199030 Bacteria_16S 
nematophilus stra 
nematophilus Bacteria; 
199030 Bacteria_16S 

suicloacalis stra 
suicloacalis Bacteria; 
199030 Bacteria_16S 

strain YIM90005 1 


199030 Bacteria_16S 


strain ASpGl 16S ribosomal RNA, partial sequence 


Paenibacillaceae; 
702691 702620 12 


Paenibacillaceae; 
704160 704093 12 


714549 714478 2 


731506 731435 12 


762474 762403 12 


Firmicutes; 
773248 773177 12 


Firmicutes; 
774794 774723 2 


793278 793219 12 


Bacillales; 


ribosomal RNA, partial sequence 
lales; 


83 


ribosomal RNA, partial sequence 


lales; Paenibacillus 


79 


Lactobacillales; 


73 gi| 265678573 |ref|NR_028878.1 
ce 713359 714869 Mycoba 
ales; Corynebacterineae; M 
83 gi|265678561|ref|NR_028865.1 
730321 731827 

Planococcaceae; Solibacillus. 
83 gi| 265678538 |ref|NR_028842.1 
quence 761257 762788 

Paenibacillaceae; Paenibacillus. 

83 gi|265678531|ref|NR_028835.1 
quence 772034 773579 
Carnobacteriaceae; Atopostipe 
73 gi|265678530|ref|NR_028834.1 


vei 


gi 
70 


gi 


6S ribosomal RNA, partial sequence 702960 70436 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
HR3-23 16S ribosomal RNA, partial sequence 


Firmicutes; 


in NEMla 16S ribosomal RNA, partial se 
Bacillales; 


in PPC79 16S ribosomal RNA, partial se 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


gi 


699985 70142 
Paenibacillus 


265678581 
1473 70290 


265678580 


donocardin 


2 Paenibacillus 


ref |NR_028886.1 
9 Paenibacillus 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 


eae; Pseudonocar 


265678517 


Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 


odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Lamprocystis purpurea 


purpurea Bacteria; 


Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Solibacillus 
Solibacillus 


Paenibacillus 
Paenibacillus 


Atopostipes 
Atopostipes 
s. 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 


ref|NR_028820.1 


Spirochaeta americana 


792094 793560 Spirochaeta americana Bacteria; 


199030 Bacteria_16S 
subterraneus stra 
subterraneus Bact 
Thermaerobacter. 
199030 Bacteria_16S 
zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 
199030 Bacteria_16S 
alkaliphilum stra 
Bacteria; Proteob 
199030 Bacteria_16S 
strain K24 16S ri 


eria; 


199030 Bacteria_16S 
strain AS4.0578 1 


199030 Bacteria_16S 
strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 
199030 Bacteria_16S 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 
199030 Bacteria_16S 
pretiosum subsp. 


Actinomycetales; 
199030 Bacteria_16S 
salivarius strain 
salivarius Bacter 
199030 Bacteria_16S 
strain IMI 359870 
Proteobacteria; B 
199030 Bacteria_16S 
strain 2 16S ribo 
Proteobacteria; 
199030 Bacteria_16S 
pseudoflava strai 
Bacteria; Proteob 
199030 Bacteria_16S 
taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 
199030 Bacteria_16S 
strain PHL 16S ri 
Proteobacteria; B 
199030 Bacteria_16S 
psychrophila stra 
psychrophila Bact 
Simplicispira. 
199030 Bacteria_16S 
strain LMG 4393 1 
Proteobacteria; B 
199030 Bacteria_16S 
hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 
199030 Bacteria_16S 
succinus subsp. s 
Staphylococcus 
199030 Bacteria_16S 
quisquiliarum str 
quisquiliarum Bac 
199030 Bacteria_16S 
ryukyuensis strai 
ryukyuensis Bacte 


802519 802452 2 


in C21 16S ribosomal RNA, 


Firmicutes; 


816272 816201 2 


842149 842074 10 


861811 861740 2 


878309 878238 2 


881316 881245 2 


69 


complete sequence 


Clostridia; Clostrid 


73 


84 


73 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


73 


73 


gi 


gi 


n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 


gi 
86 


gi 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


gi 


37 16S ribosomal RNA, partial sequence 


265678511 
iales; 


265678502 
ence 81510 
ales; 


265678485 
nce 84098 
irillales; 
265678471 
0647 86213 


265678460 


265678458 
88012 


Clo 


Pseu 


donocardin 


donocardin 


ref 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


801287 80283 
stri 


9 816530 Pseud 
dono 


1 842417 Marin 
Mar 


0 Amycolatopsis 
xr 


9 881579 Lentz 


NR_028814.1 
diales Fami 
NR_028805.1 
cardineae; 


NR_028788.1 


NR_028774.1 


Pseudonoca 
NR_028763.1 


Actinosynn 
NR_028760.1 


8 
1 


fe) 
P 


° 
inospirillum. 


e 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Marinospirillum 
spirillum alkaliphilum 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
emataceae; 


Lentzea. 
Lentzea californiensis 
a californiensis 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 

913519 913448 2 73 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
train NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Lechevalieria. 

915077 915006 2 73 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 

Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
933662 933591 12 83 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
942915 942844 12 83 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

944478 944407 12 83 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
somal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 

Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

946041 945970 12 83 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
n GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

947605 947546 12 71 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
rain 2Kl1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

949167 949096 12 83 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
bosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

953842 953771 12 83 gi|265678410|ref|NR_028712.1| Simplicispira 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

955402 955331 12 83 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
6S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

995359 995288 12 83 gi|265678381|ref|NR_028683.1| Acidaminobacter 
strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
acter. 

1019604 1019533 12 83 gi|265678365|ref|NR_028667.1| Staphylococcus 
uccinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 

succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1047252 1047181 12 83 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
ain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
teria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

1056255 1056184 12 83 gi|265678340|ref|NR_028642.1| Paraliobacillus 
n 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

1071350 1071279 12 83 gi|265678330|ref|NR_028632.1| Tistrella mobilis 


199030 Bacteria_16S 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 


199030 Bacteria_16S 
strain NAFO01 16S 
Bacil 
199030 Bacteria_16S 


Firmicutes; 
strain YIT 0455 1 
Firmicutes; 
Firmicutes; 
iheyensis HTE831 


Bacteria; 


Lactobacillales; 


199030 Bacteria_16S 1294678 1294607 12 83 gi|228715348|ref|NR_027520.1 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 129495 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

199030 Bacteria_16S 1297587 1297516 12 83 gi|219857534|ref|NR_025122.1 


strain 2DT 16S ri 
Bacil 
Bacteria_16S 


Firmicutes; 
199030 
subsp. 
subsp. 
199030 
subsp. 


subtilis s 


carnosus Ss 


sakei subsp. carn 
199030 Bacteria_16S 
DSM 9799 16S ribo 
G 
199030 Bacteria_16S 
bacteriovorus str 


Proteobacteria; 


bacteriovorus HD1 
Bdellovibrio. 


199030 Bacteria_16S 


glauca strain K62 


Bacteria; Actinob 
Saccharomonospora. 
199030 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


199030 Bacteria_16S 
antarcticus strai 
Firmicu 
199030 Bacteria_16S 


Bacteria; 


strain LM 036 16S 


milosensis strain 
Bacteria; Firmicu 


199030 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


199030 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


199030 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


199030 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


199030 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


199030 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
199030 Bacteria_16S 


Lacto 
199030 Bacteria_16S 
strain M 6 A9 16S 
Lacto 
199030 Bacteria_16S 


Firmicu 
199030 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


subtilis B 
Bacteria_16S 


1081672 1081601 12 83 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


Weissella. 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1315860 1315789 12 83 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1328211 1328140 12 83 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1343473 1343410 10 73 gi 


1 


al 


ammaproteobacteria; Alteromonadales; F 
1390318 1390247 12 83 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; Deltaprot 


1417273 1417202 2 73 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
1434248 1434177 12 83 
ribosomal RNA, partial sequence 

lales; Staphylococcus. 

1435775 1435704 12 83 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1440418 1440347 2 73 gi 
ribosomal RNA, partial sequence 


gi 


ni 


do 
1441987 1441916 12 83 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1478196 1478125 12 83 gi 


en 
11 


bacillales; Lactobacillaceae; Lactobacil 
1479769 1479698 12 83 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1481334 1481263 12 83 gi 
ain K601 16S ribosomal RNA, partial se 


1 Bacteria; Proteobacteria; Betaproteo 


et 
oc 


qu 
ba 


1509895 1509824 12 83 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1537050 1536979 2 73 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

ae; Saccharothrix. 

1540174 1540103 2 73 gi 
38 16S ribosomal RNA, partial sequence 


A, 
ac 


al 
Ac 


do 


265678322 
1080469 10819 


1296399 12978 
228716557 


laceae; 
219846129 
rtial sequ 


228721107 
somal RNA, partial sequence 1342254 1343799 Ferri 
errimonada 
228716586 
sequence 

eobacteria 


224581447 


224581433 
14330511 


224581431 
ence 1 


224581428 
14392301 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


199030 Bacteria_16S 224581427 


219878440 
6S ribosomal RNA, partial sequence 1476987 14785 


219878381 


219878371 


219846290 


219857378 


219857376 


ref|NR_028624.1 


ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_025719.1 
ence 132699 
obacillaceae; La 
ref|NR_027602.1 
monas balearica 
ceae; Ferrimonas 
ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


sequence 
Ba 


es; Lact 


’ 


ref|NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


14160 


es; Pseu 
ref|NR_027215.1 


4345 


ref|NR_027213.1 
76 1436085 Paenib 


ref 


4345 
bacillus 
NR_027210.1 
4407 
nocardineae; Actinosynne 
ref|NR_027209.1 


88 1442278 Filoba 


ce 14407 
us. 

ref|NR_025579.1 
22 Lactobacillus 
lus. 
ref|NR_025520.1 
e sequence 1478573 148010 
occus. 
NR_025510.1 
1480151 148165 
Burkholderiales; 


ence 
cteria; 


ref 
seq 


NR_025880.1 
uence 150868 
Lactobacillacea 
ref |NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


partial 
illales; 


sequenc 
tinomyce 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 


15389 
nocardin 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


1083199 1083128 12 83 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
6S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 
1092394 1092323 12 83 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 
1155804 1155733 12 83 gi|253680753|ref|NR_028001.1| Oceanobacillus 
16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
tes; Bacillales; Bacillaceae; Oceanobacillus. 
1288678 1288607 12 83 gi|219846052|ref|NR_025642.1| Weissella soli strain 
1287447 1289004 Weissella soli Bacteria; Firmicutes; 


Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Ferrimonas balearica 
DSM 9799 Bacteria; 
Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Saccharomonospora 
romonospora glauca 


seudonocardiaceae; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Paenibacillus 
acillus antarcticus 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Filobacillus 
cillus milosensis 


Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Saccharothrix 
5 Saccharothrix 
ardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 


1541723 1541652 2 73 gi 


219857375 


ref|NR_024963.1 


Actinokineospora 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 


globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; Actinokineospora. 
199030 Bacteria_16S 1543283 1543212 2 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
199030 Bacteria_16S 


Actinokineospora. 
1549351 1549280 12 


73 


NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


83 


strain B8 16S ribosomal RNA, partial sequence 


gi| 219857374 


gi] 219857245 
1548180 15495 


sequence 1542095 15436 
Actinomycetales; 


ref|NR_024962.1| Actinokineospora 
06 Actinokineospora 


Pseudonocardineae; 


ref|NR_024875.1 
95 Aquabacterium 


Aquabacterium commune 
commune Bacteria; 


Proteobacteria; 


Bacteria; 


strain MK27-91F2 


strain LMG 22166 
Firmicutes; 


strain LMG 22165 
Firmicutes; 
Bacillales; 
strain LMG 21880 


Firmicutes; 


Bacteria; 


199030 Bacteria_ 
R-16300 16S ribosomal RNA, partial sequence 
Bacillaceae; 
199030 Bacteria_ 
R-15447 16S ribosomal RNA, partial sequence 
Bacillaceae; 
199030 Bacteria_16S 
philippinense strain A 80407 16S ribosomal RNA, partial 
philippinense Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Kibdelosporangium. 
199030 Bacteria_16S 
largum strain SKF-AAD-609 16S ribosomal RNA, partia 
Kibdelosporangium aridum subsp. 


Bacillales; 


Bacillales; 


aridum subsp. 


Actinomycetales; 


199030 Bacteria_16S 


albatum strain R 


16S 1552285 1552214 12 83 gi 


16S 1564137 1564066 2 73 gi 


16S 1574699 1574628 2 73 gi 


16S 1576225 1576154 2 73 gi 


16S 1583816 1583745 12 83 gi 


Viridibacillus. 
83 gi 


Planococcaceae; 
16S 1585371 1585300 12 
Viridibacillus. 

83 gi 


Planococcaceae; 


16S 1586926 1586855 12 


Bacillus. 


16S 1631080 1631009 12 83 gi 


Bacillaceae; Bacillus. 


16S 1635744 1635673 12 83 


gi 


Bacillales; Planococcaceae; 


16S 1637206 1637135 12 83 


gi 


Bacillus. 


16S 1638697 1638626 12 83 gi 


Bacillus. 


1663146 1663075 2 73 gi 


1664686 1664615 2 73 gi 


Pseudonocardineae; Pseudonocardiaceae; 


1666210 1666139 2 73 gi 


ence 15511 
riales; 


ta 


, 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
199030 Bacteria_ 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
199030 Bacteria_ 
16S ribosomal RNA, partial sequence 1582619 15841 
Bacillales; 
199030 Bacteria_ 
16S ribosomal RNA, partial sequence 1584175 15856 
Bacillales; 
199030 Bacteria_ 
LMG 22167 16S ribosomal RNA, partial sequence 
Bacillaceae; 
199030 Bacteria_ 


1585730 15872 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillales; 
199030 Bacteria_ 
maitriensis strain S1 16S ribosomal RNA, partial sequen 
Firmicutes; 


ce 
Planococcus. 


1636012 1637452 Bacil 


1637503 1638932 Bacil 


761-7 16S ribosomal RNA, partial sequence 


Betaproteobacteria; Burkholderiales; Aquabacterium. 
199030 Bacteria_ 
citratiphilum strain B4 16S ribosomal RNA, partial sequ 
Proteobacteria; Betaproteobacteria; Burkholde 
199030 Bacteria_ 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, par 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Amycolatopsis. 
199030 Bacteria_ 


219857243 


219846103 


219856868 


donocardineae; 


219856867 


donocardineae; 


219878489 


219878488 


219878487 


219878456 


219878453 


16345 


219878452 


219878451 


219878433 
sequence 


219878432 


Kibdelosp 
219878431 
16650 


al sequence 
Actinomycetales; 


Actinomycetales; 


ref |NR_024871.1 


ref |NR_025693.1 


156296 


ref |NR_024687.1 


ref|NR_024686.1 


ref |NR_025628.1 


ref |NR_025627.1 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025595.1 


ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025572.1 
1661967 166345 
Pseudo 


ref|NR_025571.1 
1 sequence 


orangium. 
ref|NR_025570.1 
31 1666519 Kibdel 


Aquabacterium 


12 1552529 Aquabacterium citratiphilum 
Aquabacterium. 


Amycolatopsis 
4 1564361 Amycolatopsis 


Pseudonocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
Actinosynnemataceae; 


Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


humi strain 
Firmicutes; 


Bacillus 
Bacteria; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


Kibdelosporangium 
osporangium albatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Kibdelosporangium. 
199030 Bacteria_16S 
strain 888-76 16S 


1672371 1672276 2 


96 


Pseu 


gi|219878427 
1671187 16725 


Proteobacteria; 


Gammaproteobacteria; Enterobacteriales; 
199030 Bacteria_16S 
vancoresmycina strain ST101170 16S ribosomal RNA, partial 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 
199030 Bacteria_16S 
balhimycina strain DSM 44591 16S ribosomal RNA, partial 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 

199030 Bacteria_16S 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial seque 


ribosomal RNA, partial sequence 


1673779 1673708 2 73 gi 


1675302 1675231 2 73 gi 


1676801 1676730 2 73 gi 


Enterobac 
219878426 
sequenc 


219878425 
sequence 
Actinomyc 


219878424 


donocardineae; Pseudonocardiaceae; 


ref|NR_025566.1 
48 Enterobacter 


Enterobacter cowanii 
cowanii Bacteria; 


Actinomycetales; 


teriaceae; Enter 
ref|NR_025565.1 
e 1672599 167407 
Pseud 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


ref|NR_025563.1 


obacter. 
Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


199030 Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; 


1678318 1678247 2 73 gi 


Amycolato 


psis. 


219878423 


decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 


ref|NR_025562.1 
1677147 167861 


Amycolatopsis 
0 Amycolatopsis 


decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

199030 Bacteria_16S 1679839 1679768 2 73 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 


199030 Bacteria_16S 1688917 1688846 12 83 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

199030 Bacteria_16S 1690489 1690418 12 83 gi|219878414|ref|NR_025553.1| Planococcus 


rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 


199030 Bacteria_16S 1705940 1705873 2 69 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

199030 Bacteria_16S 1725755 1725684 12 83 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 


strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
199030 Bacteria_16S 1753096 1753025 12 83 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 


199030 Bacteria_16S 1780301 1780230 12 83 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

199030 Bacteria_16S 1790779 1790708 12 83 gi|219878342|ref|NR_025481.1| Virgibacillus 


carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


199030 Bacteria_16S 1801417 1801346 12 83 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

199030 Bacteria_16S 1802983 1802912 12 83 gi|219878334|ref|NR_025473.1| Bacillus 


decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
199030 Bacteria_16S 1804550 1804479 12 83 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


199030 Bacteria_16S 1809177 1809106 12 83 gi|219878330|ref|NR_025469.1] Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

199030 Bacteria_16S 1816824 1816753 2 73 gi|219878325|ref|NR_025464.1| Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
199030 Bacteria_16S 1830520 1830461 12 71 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
199030 Bacteria_16S 1836573 1836502 12 83 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 
199030 Bacteria_16S 1839721 1839650 12 83 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
199030 Bacteria_16S 1841284 1841213 12 83 gi|219878308|ref|NR_025447.1| Lactobacillus 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 1842825 1842754 12 83 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
199030 Bacteria_16S 1844388 1844317 12 83 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 
199030 Bacteria_16S 1857861 1857790 12 83 gi| 219878296 |ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 
199030 Bacteria_16S 1887109 1887038 2 73 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 
199030 Bacteria_16S 1909503 1909432 12 83 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
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; Paenibacillus. 
ref|NR_024725.1 


neae; Micromonos 
ref 
uenc 
Bac 


ref 


NR_024697.1 
e 286889 
illus; Bacil 
NR_024696.1 


ref |NR_024695.1 


ref|NR_024694.1 
2873633 287517 


ref|NR_024693.1 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024690.1 


ref|NR_024689.1 


Paenibacillus 
1 Paenibacillus 


Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Azospira oryzae strain 
ria; Proteobacteria; 


Nocardioides 
3 Nocardioides 


ionibacterineae; 


Thiobacter 
cter subterraneus 


Bacillus asahii strain 
ria; Firmicutes; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Actinokineospora 
kineospora terrae 


ctinosynnemataceae; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Paenibacillus 
8 Paenibacillus 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


ref |NR_024672.1 
2904128 290561 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter 
5 Thermaerobacter 
Incertae Sedis; 


199030 Bacteria_16S 2908410 2908339 12 83 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

199030 Bacteria_16S 2917671 2917600 12 83 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

199030 Bacteria_16S 2940224 2940153 2 73 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
199030 Bacteria_16S 2984297 2984226 12 83 gi|219846934|ref|NR_026526.1| Bacillus vedderi 


strain JaH 16S ri 
Firmicutes; Bacil 
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Firmicutes; Lacto 
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Spirochaetes; Spi 
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199030 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 
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strain DSM 8722 1 
Firmicutes; Bacil 
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ribosomal RNA, partial sequence 
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gi 
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er 
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er 


3075114 3075055 12 71 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3090331 3090260 12 83 gi 
ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3103753 3103682 2 73 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3154977 3154898 2 81 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3180775 3180708 12 79 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3270068 3269997 12 83 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3303673 3303602 12 83 gi 
6S ribosomal RNA, 
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en 
al 


ia 
rn 


qu 


’ 


en 
oc 


pt 


Salinicoccus. 

3317288 3317229 12 71 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3361586 3361515 12 83 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3535212 3535141 12 83 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3536779 3536708 12 83 gi 


gi 
et 


se 
e; 


eq 
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lales; Bacillaceae; Bacillus. 


3538335 3538264 12 83 gi 


lales; Bacillaceae; Bacillus. 
3541478 3541407 12 83 gi 
lales; Bacillaceae; Bacillus. 
3543033 3542962 12 83 gi 


lales; Bacillaceae; Bacillus. 


199030 Bacteria_16S 
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2992209 29936 


219846895 
3040796 30422 


219846886 
3052993 30544 


219846885 


219846872 


219846862 


219846853 


219846819 
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219846741 


3268876 32703 


219846719 
complete sequence 3302462 33040 


219846709 
3316113 33175 


219846676 
219846553 
219846552 


6S ribosomal RNA, partial sequence 3535585 35370 


219846551 
6S ribosomal RNA, partial sequence 3537139 35386 


219846549 
6S ribosomal RNA, complete sequence 3540266 35417 


219846548 
6S ribosomal RNA, partial sequence 3541838 35433 


nellacea 


iaceae; 
sequence 
ia; 
ce 30739 


es; Rhod 


1 sequen 
obacteri 


ence 
Actinomy 
ce 31537 


caceae; 


31795 


othrix. 


a. 


quence 
Marinoc 


uence 
laceae; 


3544589 3544518 12 83 gi 


219846547 


Rhod 


83 Bacillus vedderi Bacteria; 


ref|NR_026520.1| Legionella brunensis 
81 Legionella brunensis Bacteria; 
e; Legionella. 
ref|NR_026487.1| Facklamia languida 
68 Facklamia languida Bacteria; 


ref|NR_026478.1| Formivibrio citricus 
82 Formivibrio citricus Bacteria; 
Formivibrio. 
ref|NR_026477.1 
3054533 305602 
ocyclales; Rhodo 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Ferribacterium 
acterium limneticum 
ibacterium. 
Granulicatella 
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tella. 
Verrucosispora 

7 Verrucosispora 
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ref |NR_026464.1 
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ocyclaceae; Ferr 
ref|NR_026454.1 
ce 3089141 309052 
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ref|NR_026445.1 
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Ww 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026393.1 
83 3181087 Fackla 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Facklamia hominis 
mia hominis Bacteria; 


ref |NR_026333.1| Leptothrix mobilis 
96 Leptothrix mobilis Bacteria; 


ref|NR_026311.1| Salinicoccus roseus 
04 Salinicoccus roseus Bacteria; 


ref|NR_026301.1| Spirochaeta alkalica 
87 Spirochaeta alkalica Bacteria; 


ref |NR_026268.1| Marinococcus 
3360383 3361902 Marinococcus 

occus. 

ref|NR_026145.1| Bacillus 
3534017 3535534 Bacillus 

Bacillus. 

ref|NR_026144.1| Bacillus halmapalus 

88 Bacillus halmapalus Bacteria; 


ref|NR_026143.1| Bacillus gibsonii 
44 Bacillus gibsonii Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


ref 


NR_026139.1| Bacillus pseudofirmus 


strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


199030 Bacteria_16S 3590289 3590218 12 83 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 3590619 Ideonella dechloratans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 

199030 Bacteria_16S 3610183 3610112 12 83 gi|219846499|ref|NR_026091.1| Planococcus kocurii 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 3610400 Planococcus kocurii Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

199030 Bacteria_16S 3611665 3611594 12 83 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

199030 Bacteria_16S 3722125 3722054 2 73 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

199030 Bacteria_16S 3723683 3723612 12 83 gi|219846419|ref|NR_026010.1] Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

199030 Bacteria_16S 3804347 3804276 12 83 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
strain 18323 16S ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

199030 Bacteria_16S 3811978 3811907 12 83 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

199030 Bacteria_16S 3854437 3854366 12 83 gi|219846326|ref|NR_025916.1| Leptothrix discophora 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 3854730 Leptothrix discophora Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 

199030 Bacteria_16S 3897531 3897460 12 83 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

199030 Bacteria_16S 3905050 3904979 12 83 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

199030 Bacteria_16S 3931044 3930973 12 83 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

199030 Bacteria_16S 3958954 3958883 12 83 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

199030 Bacteria_16S 3960488 3960417 12 83 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

199030 Bacteria_16S 3963508 3963437 12 83 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

199030 Bacteria_16S 3972359 3972288 12 83 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
199030 Bacteria_16S 4041176 4041105 12 83 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

199030 Bacteria_16S 4042634 4042563 12 83 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

199030 Bacteria_16S 4044166 4044095 12 83 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

199030 Bacteria_16S 4050245 4050174 2 73 gi| 219846187 |ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
199030 Bacteria_16S 4081974 4081903 12 83 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

199030 Bacteria_16S 4083544 4083473 12 83 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

199030 Bacteria_16S 4101425 4101358 2 69 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

199030 Bacteria_16S 4105981 4105910 12 83 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

199030 Bacteria_16S 4131782 4131711 12 83 gi|219846126|ref|NR_025716.1| Marinibacillus 


campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 


Bacteria; Firmicutes; 


Bacillales; 


Planococcaceae; 


Marinibacillus. 


199030 Bacteria_1 
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Actinosynnemataceae; 
199030 Bacteria_16S 
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6S 4208295 4208217 2 80 gi| 219846070 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales 
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aceae; Citro 
NR_027549.1 


erobacteriac 
ref |NR_025393.1 
uence 123486 
inomycetales; Co 


Ent 


ref|NR_026371.1 


inea 
ref 


e; Nocardioi 
NR_027594.1 


nebacterineae; G 
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4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
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Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


199030 Bacteria_16S 
doudoroffii strai 
doudoroffii Bacte 
199030 Bacteria_16S 
strain 8025 16S r 
G 
199030 Bacteria_16S 
canariasense stra 


Proteobacteria; 


canariasense Bact 
Mycobacteriaceae; 


199030 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


199030 Bacteria_16S 


strain Albert 199 
Proteobacteria; 


strain SPR2 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 


strain Kb2 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


199030 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


199030 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


199030 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


199030 Bacteria_16S 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


199030 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


199030 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


199030 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


199030 Bacteria_16S 


strain SJS0289-JS 
Actinobacteria; A 


199030 Bacteria_16S 


japonicum strain 
japonicum Bacteri 


199030 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


199030 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


199030 Bacteria_16S 


strain IFO 16068 
Actinobacteria; A 


G 
199030 Bacteria_16S 


1455621 1455559 10 72 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1512846 1512784 10 72 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1561203 1561133 2 72 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1634168 1634106 10 72 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1667766 1667696 2 72 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1759308 1759238 2 72 gi 
ibosomal RNA, partial sequence 


’ 


E 


Cory 
gi 


ne 
1810685 1810615 2 72 
bosomal RNA, partial sequence 
Cory 
2100317 2100247 2 72 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ne 


nc 
al 


2233615 2233545 2 72 


gi 
ne 
2344452 2344382 2 72 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2428161 2428099 10 72 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2535493 2535423 2 72 gi 
Ben 108 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 

2588464 2588394 2 72 gi 
Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 

2608502 2608432 10 79 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2637617 2637547 2 72 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2660405 2660335 2 72 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 
e; 


gi 


ia 
er 


E 


al 


2906854 2906784 2 72 gi 
1 16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Cory 
2932693 2932635 10 68 gi 
ATCC 19191 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria; 
2941745 2941675 2 72 gi 

n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 


ne 


eq 
A 


224581417 
sequence 

ia; Aeromo 
219878127 
1511717 15130 
st 
219846147 
eq 


219878454 
eq 
219878430 
219878366 
1758120 17596 


219878329 
1809512 18109 


219878122 


219857577 


219857498 


219857439 
2427049 24283 
omonadacea 
219857354 


219857276 


219857263 


219857233 


219857217 


219856852 


219856835 


219856829 


eurellac 
uence 
Actinomy 
uence 
Aeromona 
16665 
nterobac 


bacterin 


bacterin 


20991 
Prop 


e 
es; 


22324 
bacterin 


equence 


nce 
inomycet 


nce 
inomycet 


1 sequen 
ia; Ocea 


26364 
nterobac 


26592 


es; Prop 


29056 
bacterin 


quence 
Oceanosp 


uence 
ctinomyc 


2943261 2943191 2 72 gi 
YU655-43 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Virgisporangium. 


2955346 2955276 2 72 


gi 


ctinobacteridae; Actinomycetales; Coryne 


199030 Bacteria_16S 


219856828 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


ence 
inomycet 


bacterin 


2968982 2968912 2 72 gi 


219846945 


Actinomycet 


ref|NR_027198.1 

1454432 145591 
nadales; Aeromo 
ref|NR_025266.1 


eae; Histophilu 
ref |NR_025737.1 

1560055 156148 
cetales; Coryneb 


ref|NR_025593.1 

1632974 163447 
dales; Aeromona 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025505.1 


Gordoniacea 
NR_025468.1 


eae; 
ref 


Gordoniacea 
NR_025261.1 


eae; 
ref 
ionibacterineae; 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025086.1 

2343294 234473 
ales; Propio 
ref|NR_025027.1 
e; Oceanimonas. 
ref |NR_024942.1 


2534307 253578 
ales; Propioniba 


v 


ref |NR_024907.1 
2587275 258874 
ales; Propioniba 


, 


ref|NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_024654.1 

2931509 293296 
irillales; Pseud 
ref|NR_024648.1 

2940579 294204 
etales; Micromon 


ref|NR_024647.1 
2942098 294356 
ales; Micromonos 


, 


ref|NR_024639.1 


eae; Gordoniacea 


phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 


n 


d 


38 2100621 Nocard 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Histophilus somni 


77 Histophilus somni Bacteria; 
s. 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Escherichia albertii 
ichia albertii Bacteria; 
richia. 
Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Nocardioides 

ioides aquiterrae 
Nocardioidaceae; 


Gordonia namibiensis 

ia namibiensis Bacteria; 

e; Gordonia. 
Actinopolymorpha 

5 Actinopolymorpha 

nibacterineae; 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Neptunomonas 

7 Neptunomonas 
eptunomonas. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Pseudospirillum 

7 Pseudospirillum 
ospirillum. 
Virgisporangium 

7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 


porineae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 


ref |NR_026537.1 
2967820 296928 


Microlunatus 
7 Microlunatus 


phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 


199030 Bacteria_ 


antarctica strain 
antarctica Bacter 


Nocardioidaceae; 
199030 Bacteria_ 


polyisoprenivoran 
polyisoprenivoran 


Gordoniaceae; 
199030 Bacteria_ 


strain HKI 0136 1 


199030 Bacteria_ 


strain ATCC 13313 
G 


Proteobacteria; 
199030 Bacteria_ 


strain ATCC 29903 
G 


Proteobacteria; 
199030 Bacteria_ 


strain Z-7692 16S 
Spi 


Spirochaetes; 
199030 Bacteria_ 


strain Z-7591 16S 
Spi 


Spirochaetes; 
199030 Bacteria_ 
strain DSM 44140 


199030 Bacteria_ 
strain DSM 43151 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


199030 Bacteria_ 
strain DSM 44015 


Bacteria; Actinob 


199030 Bacteria_ 
norvegica strain 
Bacteria; 


Proteob 


16S 


Friedmanniella. 
16S 


16S 


16S 


16S 


16S 


rochaetales; 
16S 


rochaetales; 
16S 


16S 


Thermodesulforhabdus. 


199030 Bacteria_ 


strain C-1 16S ri 
G 


Proteobacteria; 
199030 Bacteria_ 


cosmeticum strain 
cosmeticum Bacter 


Mycobacteriaceae; 
199030 Bacteria_ 


ganghwensis strai 
ganghwensis Bacte 


Nocardioidaceae; 


199030 Bacteria_16S 
strain DSAl1 16S r 


199030 Bacteria_16S 
strain U 5/41 16S 
G 
199030 Bacteria_16S 
strain M069 16S r 


Proteobacteria; 


199030 Bacteria_16S 
aespoeensis strai 
aespoeensis Bacte 


Desulfovibrio. 


199030 Bacteria_16S 


strain IMMIB D-13 


Bacteria; Actinob 


Tsukamurella. 


199030 Bacteria_16S 
conspicuum strain 
conspicuum Bacter 


Mycobacteriaceae; 


2970510 2970440 2 
AA-1042 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


3023711 3023641 2 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobacter 
Gordonia. 
3040439 3040369 2 
6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
3271650 3271580 2 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3273188 3273118 2 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3315773 3315707 2 
ribosomal RNA, partial sequence 
Spirochaetaceae; 
3318817 3318751 2 
ribosomal RNA, partial sequence 
Spirochaetaceae; 
3321848 3321778 2 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
3334022 3333952 2 
16S ribosomal RNA, partial sequence 3332861 33343 


72 gi 


72 gi 


72 gi 


72 gi 


72 gi 


68 gi 


33 


68 gi 


33 


72 gi 


72 gi 


Spirochaet 


Spirochaet 


219846944 


Ac 


219846908 
1 


219846896 


219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846710 
14589 33160 
As 

219846708 
17638 33191 
a. 

219846705 


219846696 


tinomycetale 


sequence 
idae; Actinomycetales; 


ref|NR_026536.1 
2969338 297081 
s; Propionib 


Friedmanniella 
0 Friedmanniella 
acterineae; 


ref|NR_026500.1| Gordonia 
3022528 3023984 Gordonia 
Corynebacterineae; 


ref|NR_026488.1| Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 
Gordoniaceae; Gordonia. 

ref |NR_026332.1| Shigella dysenteriae 
47 3271933 Shigella dysenteriae Bacteria; 
teriaceae; Shigella. 

ref|NR_026331.1| Shigella flexneri 

84 3273471 Shigella flexneri Bacteria; 
teriaceae; Shigella. 

ref|NR_026302.1| Spirochaeta africana 
62 Spirochaeta africana Bacteria; 


ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


ref|NR_026297.1| Gordonia hirsuta 

44 Gordonia hirsuta Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 


Micromonosporaceae; Actinoplanes. 
16S 3381321 3381251 2 72 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
16S 3777242 3777160 2 84 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
acteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
16S 3836229 3836161 11 79 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
bosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 4039625 4039555 2 72 gi|219846197|ref|NR_025787.1| Mycobacterium 

LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
16S 4051669 4051599 2 72 gi|219846186|ref|NR_025776.1| Nocardioides 
n JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioides. 
4112057 4111987 2 72 gi|219846144|ref|NR_025734.1| Kribbella solani 
ibosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
4246147 4246077 2 72 gi|219722938|ref|NR_024570.1| Escherichia coli 
ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
46485 46416 2 71 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
ibosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
96473 96400 10 83 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
n Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
104138 104069 2 al gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
21 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
108658 108589 2 71 gi|265678990|ref|NR_029298.1| Mycobacterium 
3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
113262 113193 2 BL gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 


199030 Bacteria_16S 
strain HQgoel 16S ribosomal RNA, partial sequence 


112043 113590 Syntrophus gentianae Bacteria; 


Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 


199030 Bacteria_16S 114861 114792 2 71 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

199030 Bacteria_16S 116405 116336 2 71 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

199030 Bacteria_16S 122585 122504 2 83 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
199030 Bacteria_16S 226318 226249 2 71 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 227825 227756. 2 71 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

199030 Bacteria_16S 229331 229262 2 va gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 230839 230770 2 71 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 233877 233804 10 83 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

199030 Bacteria_16S 243316 243247 2 71 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

199030 Bacteria_16S 249470 249413 12 69 gi| 265678896 |ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 

199030 Bacteria_16S 297795 297726 2 eel gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 308393 308336 12 69 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

199030 Bacteria_16S 334405 334336 2 vel gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

199030 Bacteria_16S 356893 356820 10 83 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

199030 Bacteria_16S 480813 480744 2 al gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

199030 Bacteria_16S 514597 514516 2 83 gi|265678709|ref|NR_029014.1| Lactobacillus rossiae 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 531406 531337 2 ol gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

199030 Bacteria_16S 534429 534372 12 69 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

199030 Bacteria_16S 539045 538976 2 Fi gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

199030 Bacteria_16S 581519 581450 2 vial gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

199030 Bacteria_16S 617995 617926 2 PL gi|265678640|ref|NR_028945.1| Mycobacterium 


holsaticum strain 1406 16S ribosomal RNA, partial sequence 


616795 618320 Mycobacterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
199030 Bacteria_16S 
strain E846 16S r 


199030 Bacteria_16S 
strain gM-1 16S r 


199030 Bacteria_16S 
montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 
199030 Bacteria_16S 


625403 625334 2 


712990 712921 2 


811662 811593 2 


1027315 1027234 2 


71 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
71 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


71 


ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


83 


gi| 265678635 


gi|265678574 


gi|265678505 


gi| 265678360 


acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 


acetoxidans Bacte 
Desulfobacca. 
199030 Bacteria_16S 
lucentensis strai 
Bacteria; Proteob 
199030 Bacteria_16S 
strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 
199030 Bacteria_16S 
hafniense strain 
DCB-2 Bacteria; F 
199030 Bacteria_16S 
fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacteraceae; 
199030 Bacteria_16S 

subsp. avium stra 
subsp. 
Mycobacteriaceae; 
199030 Bacteria_16S 
lipocyclicus stra 


ria; 


199030 Bacteria_16S 
DSM 5900 16S ribo 
Alphaproteobacter 
199030 Bacteria_16S 
rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 
199030 Bacteria_16S 
strain DSM 44222 


199030 Bacteria_16S 
strain DSM 44515 


199030 Bacteria_16S 


moriokaense strain DSM 44221 16S ribosomal RNA, partial 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 


irmicutes; 


Proteobacteria; 


1151271 1151202 10 


1251073 1251004 2 


1341893 1341824 12 


Clostridia; 
1348127 1348046 2 


Proteobacteria; 
Syntrophobacter. 
1476648 1476579 2 


1582274 1582193 2 


1649341 1649268 10 


1727164 1727095 2 


1728703 1728634 2 


1730239 1730170 2 


1731752 1731683 2 


Mycobacteriaceae; Mycobacterium. 


199030 Bacteria_16S 


1845881 1845808 10 


Deltaproteobacter 


79 


n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 


PE 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


81 


DCB-2 16S ribosomal RNA, partial seque 
Clostridiales; 


83 


Del 


71 


in DSM 44156 16S ribosomal RNA, partia 
avium Bacteria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium comp 


83 


in CCUG 44693 16S ribosomal RNA, parti 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacte 


83 


eel 


DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


FL 


vi 


71 


83 


strain VC 5 16S ribosomal RNA, partial sequence 


199030 Bacteria_16S 
strain MCS 25 16S 


199030 Bacteria_16S 


ia; 
gi|253680756 


rillales; 
gi|219857412 
ales; 


228721140 
nce 


gi 


gi|228720860 


in MPOB 16S ribosomal RNA, partial sequence 
Bacteria; 


taproteobacteria; 
gi|219878445 

1 

7 


219878490 
al 
ria; 
219878443 


gi 


gi 


somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae; 


Stella. 
219878390 
equence 


gi 


gi| 219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878387 
sequence 


gi 


gi|219878305 
1844748 18461 


624219 62572 
Corynebacterineae; 


711792 71330 
Corynebacterineae; 


rtial sequ 
e; Actinomycet 


Syntro 


ence 11501 


12499 
Coryneba 


13406 
Peptococcaceae 


sequence 
Actinomyceta 
lex (MAC 


sequenc 


inomycet 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


199030 Bacteria_16S 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


2018000 2017927 10 83 gi|219878184|ref|NR_025323.1 
ribosomal RNA, partial sequence 2016867 20182 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricauli 

2034379 2034310 2 71 gi| 219878172 |ref|NR_025311.1 

ATCC 19420 16S ribosomal RNA, partial sequence 2033216 203470 

a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Mycobacterium. 

2053070 2053001 2 71 gi| 219878157 |ref|NR_025296.1 

DSM 44368 16S ribosomal RNA, partial sequence 2051875 205339 

ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacterium. 

2091161 2091092 2 71 gi|219878129|ref|NR_025268.1 


199030 Bacteria_16S 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Synt 


ref 


). 


ref 
ref 
a hu 
ref 
ales 


ref 


ref 


ref 


ref 


heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


5 Mycobacterium 
Mycobacteri 


8 Mycobacterium 


ence 


1026088 10275 
phobacterales; 


78 1151571 Thala 
Rhodospirillace 


18 1251238 Mycob 


74 1342203 Desul 
; Desulfitob 


1346912 13483 


1475465 14769 


e 1581111 15825 
Rhodovari 


1725987 17274 


13 Mycobacterium 


19 Mycobacterium 


1730570 173206 
Actinomycetal 


NR_028940.1 


NR_028879.1 


Mycobacter 
NR_028808.1 

810468 
ales; Coryn 
NR_028662.1 
9 


NR_028004.1 


NR_025000.1 
cterineae; 


NR_027603.1 
£ 


NR_027598.1 
9 
rophobacter 


NR_025584.1 
3 
les; Coryneb 
NR_025629.1 
6 
us. 
NR_025582.1 
mosa Bacteri 


NR_025529.1 
7 
t 


; Corynebac 
NR_025528.1 


Mycobacteri 
NR_025527.1 


Mycobacteri 
NR_025526.1 


es; Coryneba 


NR_025444.1 


; Maricauli 


i 


s 


s 
ae; Thalassospira. 


a 


Ss. 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 

811984 Mycobacterium 


ebacterineae; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Thalassospira 
sospira lucentensis 


Mycobacterium kubicae 


acterium kubicae 
Mycobacteriaceae; 


Desulfitobacterium 

itobacterium hafniense 

acterium. 
Syntrophobacter 

7 Syntrophobacter 

les; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Rhodovarius 
8 Rhodovarius 


Stella humosa strain 
a; Proteobacteria; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
s. 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 


2089993 2091437 Mycobacterium 


199030 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


199030 Bacteria_16S 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


199030 Bacteria_16S 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


199030 Bacteria_16S 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


199030 Bacteria_16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


199030 Bacteria_16S 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


199030 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


199030 Bacteria_16S 


strain ATCC 51384 
Actinobacteria; A 


199030 Bacteria_16S 


strain MUP 1182 1 
Actinobacteria; A 


199030 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


199030 Bacteria_16S 


strain ATCC 927 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 


strain NRCM 00-25 


eria; 


2109456 2109375 2 
bosomal 


83 
RNA, partial sequence 
ridia; Clostridiales; 
2112553 2112484 2 

6482 1 
acteria 
cobacte 


gi| 219873437 
C1 
219857660 
nce 

ales; 


Clostridiaceae; 
71 gi 
6S ribosomal RNA, partial seque 
; Actinobacteridae; Actinomycet 
rium tuberculosis complex. 
2129225 2129156 2 71 gi|219857649 
ATCC 25420 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculos 
2130703 2130634 2 71 gi| 219857648 
in ATCC 19981 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
2132208 2132139 2 71 gi| 219857647 
ATCC 27282 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
2133711 2133642 2 a a gi| 219857646 
ATCC 35087 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
2135225 2135156 2 
16S ribosomal 
acteria 
cobacte 


71 gi|219857645 
RNA, partial sequence 
; Actinobacteridae; Actinomycet 
rium tuberculosis complex. 
2136742 2136673 2 71 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2148777 2148708 2 71 gi 
6S ribosomal RNA, 
ctinobacteridae; Actinomycetales; Cory 
2160814 2160733 2 83 gi 
in PA 51 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacte 


ales; 
219857644 


ne 
219857636 


ne 
219857628 
quence 

ria; 


2165417 2165348 2 71 gi] 219857625 
6S ribosomal RNA, partial sequence 2164214 21657 
ne 
219857587 
22172 


2218455 2218386 2 71 gi 
5 16S ribosomal RNA, partial sequence 


2108290 21097 
ostridiu 


21113 
Cory 


inomycet 
is compl 


sequenc 
Actinomy 


inomycet 


inomycet 


21340 
Cory 


21355 
bacterin 
complete sequence 2147582 21491 


bacterin 


Rhodo 


bacterin 


ref |NR_026099.2 
m. 
ref |NR_025249.1 
81 2112761 Mycob 
nebacterineae; 


ref|NR_025238.1 

2128040 21294 
ales; Corynebac 
ex. 
ref |NR_025237.1 
e 2129523 213098 
cetales; Coryne 


’ 


ref|NR_025236.1 
2131039 213248 
ales; Corynebac 


’ 


ref|NR_025235.1 
2132540 213398 
ales; Corynebac 


’ 


ref |NR_025234.1 
40 2135523 Mycob 
nebacterineae; 


ref |NR_025233.1 
74 2137022 Mycob 
eae; Mycobacter 
ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025175.1 
72 2218741 Mycoba 


a 
M 


7 
tC 


b 


a 
M 


a 
i 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Swaminathania 

2 Swaminathania 
tobacteraceae; 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium lacus 
cterium lacus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 2306708 2306639 2 71 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

199030 Bacteria_16S 2327982 2327913 2 7a gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 2441753 2441696 12 69 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
199030 Bacteria_16S 2458398 2458325 10 83 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

199030 Bacteria_16S 2574641 2574560 2 83 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

199030 Bacteria_16S 2594682 2594613 2 71 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 2631581 2631508 10 83 gi|219857238|ref|NR_024866.1| Methylarcula terricola 
strain hl 16S ribosomal RNA, partial sequence 2630432 2631792 Methylarcula terricola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 

199030 Bacteria_16S 2640686 2640617 2 vk gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 2652941 2652884 12 69 gi|219857223|ref|NR_024851.1| Azoarcus indigens 


strain VB32 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


2651733 2653216 Azoarcus indigens Bacteria; 


199030 Bacteria_16S 
straminisolvens s 
straminisolvens Bacteria; 
199030 Bacteria_16S 
strain AAO8 16S r 


phaeum strain PB 
Firmicutes; 


Clostridia; 
199030 Bacteria_16S 
strain S37 16S ri 


2682991 2682910 2 


Firmicutes; 


2709858 2709777 2 


2762221 2762140 2 


2810462 2810381 2 


2825508 2825427 2 


2884254 2884173 2 


2965921 2965848 10 


3244645 3244564 2 


Proteobacteria; 


Desulfonatronovibrio. 


199030 Bacteria_16S 
strain LLAP12 16S 
Proteob 
199030 Bacteria_16S 
islandicus strain 
Bacteria; Nitrosp 
199030 Bacteria_16S 


Bacteria; 


strain DSM 44183 


Mycobacteriaceae; 


199030 Bacteria_16S 
austroafricanum s 
austroafricanum B 


Mycobacteriaceae; 


199030 Bacteria_16S 
ATCC 43826 16S ribosomal RNA, 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


199030 Bacteria_16S 
ATCC 9874 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 


199030 Bacteria_16S 
strain 1066 16S r 


Mycobacterium. 


199030 Bacteria_16S 
subsp. paratuberc 
avium subsp. para 
Corynebacterineae 
199030 Bacteria_16S 
strain 3015 16S r 


Mycobacterium. 


199030 Bacteria_16S 
strain ATCC 43910 16S ribosomal RNA, partial sequence 


3267120 3267059 10 


3288364 3288283 2 


3337012 3336943 2 


3338521 3338452 2 


Mycobacterium. 
3340033 3339964 2 


Mycobacterium. 
3492905 3492836 2 


Mycobacterium. 
3608682 3608613 2 


Mycobacterium. 
3616254 3616185 2 


3617765 3617696 2 


3623394 3623325 2 


3624895 3624826 2 


3626440 3626371 2 
16S ribosomal RNA, 


3637185 3637116 2 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
199030 Bacteria_16S 
komossense strain 
Bacteria; Actinob 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
199030 Bacteria_16S 
strain ATCC 35799 
Bacteria; Actinob 


83 


train CSK1 16S ribosomal RNA, partial 
Clostridia; 


83 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
199030 Bacteria_16S 
strain Yo-3 16S r 


83 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
199030 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
199030 Bacteria_16S 
strain 71 16S rib 


83 


2809318 2810728 Asaia 
ia; Rhodospirillales; Acetobacteraceae; 


83 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
199030 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


83 


83 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 
hydrogenovorans s 
hydrogenovorans Bacteria; 


Sphingomonadales; 


83 


train Z-7935 16S ribosomal RNA, partial 
Deltaproteobacteria; 


vu 


ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionellales; 


83 


Rlha3 16S ribosomal RNA, partial sequence 32871 
irae; Nitrospirales; Nitrospiraceae; Thermodesul 


TL 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
199030 Bacteria_16S 
parafortuitum str 
parafortuitum Bac 


vel 


ain DSM 43528 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


a 


train ATCC 33464 16S ribosomal RNA, partial sequ 
acteria; Actinobacteria; Actinobacteridae; 


Bacteria; Actinobacteria; Actinobacteridae; 


Actin 

71 gi|219846581 
partial sequence 

Acti 

71 gi| 219846500 


71 


71 


Ko2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


7A 


ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex ( 


vil 


vel 


complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


aL 


Clostridiales; 


Thermoanaerobacte 


219857201 
sequence 


gi 


gi|219857182 
2708714 27101 
Acetobacte 
gi|219857145 
2761077 27624 
Acetobacte 
gi|219857110 
Asaia. 

gi| 219856907 
2824364 28257 
Acetobacte 


gi| 219856869 


gi| 219856812 
2964771 29662 
Sphingomon 
219846758 
sequence 
De 


gi 


gi| 219846743 
3265947 32672 
Leg 


gi|219846729 


gi|219846694 


219846693 
sequenc 


gi 


gi|219846692 


gi|219846495 
3615060 36165 


219846494 
36165 
Cory 


gi 


gi|219846490 


gi|219846489 
3623734 36252 


219846488 
36252 


gi 


219846481 


22 


91 


03 


e 


Actinomycetales; 


re 


re 


re 
15 


re 
66 


re 


partial sequence 
Actinobacteridae; 


re 
17 


re 
68 


Corynebacterineae; 


re 


gi 


ref eo 
2681812 2683258 Clostridium 
Clostridiaceae; 
ref 
24 Asaia krungthepensis Bacteria; 
raceae; 
ref 
91 Kozakia baliensis Bacteria; 
raceae; 
ref 
siamensis Bacteria; 


ref 
74 Asaia bogorensis Bacteria; 
raceae; 
ref 
25 Thermacetogenium phaeum Bacteria; 
raceae; Thermacetogenium. 
ref 


adaceae; 
ref 


ref 
94 Legionella drancourtii LLAP12 
ionellaceae; 
ref 


eae; 


ref 
ence 
omycetales; 


nomycetales; 


ales; 


eae; 


nebacterineae; 


NR_024829.1 


NR_024810.1 


Asaia. 
NR_024773.1 


Kozakia. 
NR_024738.1 
NR_024728.1 
Asaia. 
NR_024688.1 
NR_024631.1 
Sphingopyxis 


NR_026350.1 
3243444 324494 


sulfovibrionales; 


NR_026335.1 


NR_026321.1 


Clostridium 
Clostridium. 

Asaia krungthepensis 

Kozakia baliensis 

Asaia siamensis strain 
Proteobacteria; 
Asaia bogorensis 


Thermacetogenium 


Sphingopyxis chilensis 


chilensis Bacteria; 
Sphingopyxis. 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


Legionella drancourtii 


Legionella. 


Thermodesulfovibrio 


3288591 Thermodesulfovibrio islandicus 


fovibrio. 
ref 


NR_026286.1 
Mycobacterium 


3337354 333881 


NR_026284.1 
333886 


£|NR_026173.1 
3491744 349320 
Cor 


£|NR_026092.1 
3607525 360892 
Corynebact 


£|NR_026087.1 
Mycobacterium 
Mycobacteri 
£|NR_026086.1 
3618027 Mycoba 


£|NR_026082.1 
362222 


£|NR_026081.1 
Mycobacterium 
Mycobacteri 
£|NR_026080.1 
3626729 Mycoba 
M 


£|NR_026073.1 


Mycobacterium hodleri 
hodleri Bacteria; 


Mycobacteriaceae; Mycobacterium. 
ref |NR_026285.1 


Mycobacterium 
3 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 


Mycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


Actinomycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium duvalii 


3636002 3637503 Mycobacterium duvalii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


199030 Bacteria_16S 3664778 3664709 2 71 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 3686015 3685946 12 81 gi|219846447|ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
199030 Bacteria_16S 3768150 3768069 2 83 gi|219846386|ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
199030 Bacteria_16S 3851384 3851303 2 83 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 
199030 Bacteria_16S 3852896 3852815 2 83 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 
199030 Bacteria_16S 3942668 3942587 2 83 gi|219846264|ref|NR_025854.1| Acidiphilium rubrum 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium rubrum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 
199030 Bacteria_16S 3945588 3945507 2 83 gi|219846262|ref|NR_025852.1]| Acidocella facilis 
strain PW2 16S ribosomal RNA, partial sequence 3944448 3945854 Acidocella facilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 
199030 Bacteria_16S 3948514 3948433 2 83 gi|219846260|ref|NR_025850.1| Acidiphilium angustum 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium angustum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 
199030 Bacteria_16S 4038149 4038080 12 81 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 
199030 Bacteria_16S 4063670 4063601 2 71 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 4065254 4065173 2 83 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
199030 Bacteria_16S 4074277 4074208 2 74. gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 4234132 4234063 2 FL gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
199030 Bacteria_16S 332868 332796 12 84 gi|265678839|ref|NR_029144.1| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 
199030 Bacteria_16S 482372 482316 12 68 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 
199030 Bacteria_16S 740719 740637 2 84 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
199030 Bacteria_16S 1031820 1031752 2 70 gi| 265678357 |ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
199030 Bacteria_16S 1048740 1048672 2 70 gi|265678346|ref|NR_028648.1| Micromonospora eburnea 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 1049049 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
199030 Bacteria_16S 1142230 1142158 11 83 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 
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199030 Bacteria_16S 882818 882747 2 73 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 
199030 Bacteria_16S 916661 916590 12 83 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
199030 Bacteria_16S 1021200 1021129 12 83 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
199030 Bacteria_16S 1022753 1022682 12 83 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
199030 Bacteria_16S 1024324 1024253 12 83 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
199030 Bacteria_16S 1087746 1087675 12 83 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
199030 Bacteria_16S 1118064 1117993 12 83 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
199030 Bacteria_16S 1124178 1124107 12 83 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
199030 Bacteria_16S 1172546 1172467 2 81 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 
199030 Bacteria_16S 1225362 1225291 12 83 gi|219878314|ref|NR_025453.1| Streptococcus 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
199030 Bacteria_16S 1318973 1318902 12 83 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
199030 Bacteria_16S 1320515 1320444 12 83 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
199030 Bacteria_16S 1322057 1321986 12 83 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
199030 Bacteria_16S 1411209 1411138 12 83 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
199030 Bacteria_16S 1423421 1423314 2 107 gi|224581443|ref|NR_027225.1| Psychrobacter 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 
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199030 Bacteria_16S 2636045 2635958 10 96 gi|219857234|ref|NR_024862.1| Citrobacter werkmanii 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 2634842 2636362 Citrobacter werkmanii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
199030 Bacteria_16S 2664733 2664662 12 83 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

199030 Bacteria_16S 2666295 2666224 12 83 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

199030 Bacteria_16S 2667747 2667676 2 73 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

199030 Bacteria_16S 2673836 2673765 12 83 gi| 219857207 |ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 2679909 2679838 12 83 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

199030 Bacteria_16S 2715760 2715653 2 107 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

199030 Bacteria_16S 2732583 2732512 12 83 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

199030 Bacteria_16S 2765181 2765094 10 96 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella ictaluri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

199030 Bacteria_16S 2766697 2766610 10 96 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

199030 Bacteria_16S 2789550 2789479 12 83 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

199030 Bacteria_16S 2801356 2801285 2 73 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
199030 Bacteria_16S 2878009 2877938 12 83 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

199030 Bacteria_16S 2909956 2909885 12 83 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

199030 Bacteria_16S 2911500 2911429 12 83 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

199030 Bacteria_16S 2913042 2912971 12 83 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

199030 Bacteria_16S 2914586 2914515 12 83 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

199030 Bacteria_16S 2916129 2916058 12 83 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

199030 Bacteria_16S 2925304 2925233 12 83 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

199030 Bacteria_16S 2938705 2938634 2 73 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 

199030 Bacteria_16S 2962879 2962808 12 83 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

199030 Bacteria_16S 2990367 2990304 16 79 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

199030 Bacteria_16S 3028227 3028156 12 83 gi|219846905|ref|NR_026497.1| Desulfonispora 


thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 


199030 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


199030 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


199030 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


199030 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


199030 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


199030 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


199030 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


199030 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


199030 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


199030 Bacteria_16S 
thoraltensis stra 


Bacteria; Firmicu 


199030 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


199030 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


199030 Bacteria_16S 


strain DSM 43040 


strain DSM 20748 
Firmicutes; Bacil 


199030 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


199030 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


199030 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


199030 Bacteria_16S 


restrictus strain 
restrictus Bacter 


199030 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


199030 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


199030 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 


199030 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


199030 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


3048095 3048036 12 o ip gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3049636 3049569 12 79 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Aerococcaceae; E 
3064853 3064782 12 83 gi 
bacillales; Streptococcaceae; Streptoc 
3079673 3079622 2 53 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081249 3081198 2 53 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3091766 3091707 12 71 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Ignavigranu: 
3100797 3100730 12 79 gi 
mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3165646 3165575 12 83 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
3197770 3197699 10 81 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


gi 


3217265 3217194 12 83 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3305258 3305187 12 83 gi 


Lactobac 
gi 


bacillales; Lactobacillaceae; 


3306798 3306727 12 83 


Lactobac 
gi 


bacillales; Lactobacillaceae; 
3330999 3330928 2 73 


3363153 3363082 12 83 gi 
Salimicrobium. 
83 


lales; Bacillaceae; 


3523113 3523043 12 gi 
etaproteobacteria; Rhodocyclales; Rhod 
3539906 3539835 12 83 gi 
lales; Bacillaceae; Bacillus. 

3588746 3588695 2 53 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3666351 3666284 12 79 gi 


PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3766731 3766660 10 81 gi 


W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
3845423 3845352 12 83 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

4004784 4004713 12 83 gi 
in BH030062 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 


16S ribosomal RNA, partial sequence 3063651 30650 


3090574 30919 


3099595 3101003 Fackl 


3164429 31659 


6S ribosomal RNA, partial sequence 3304055 33055 


6S ribosomal RNA, partial sequence 3305595 33071 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 
16S ribosomal RNA, partial sequence 3361953 33634 


6S ribosomal RNA, partial sequence 3521933 35234 


6S ribosomal RNA, partial sequence 3538695 35402 


3844228 38456 


219846890 
sequence 
rococcacea 

219846889 
30484 
re 

219846879 


occus. 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846861 


m. 
219846855 


219846812 


illus. 
219846790 
uence 


v 


219846776 
ence 32160 
; Streptoc 
219846718 


illus. 
219846717 


illus. 
219846698 


omonospori 
219846675 


219846561 


ocyclaceae 
219846550 


219846517 
nce 35875 
ellales; D 
219846461 
quence 

les; Pepto 
219846387 
ce 37655 
ibrionales 
219846332 


219846222 
sequence 
eae; Ponti 


4022916 4022809 2 107 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


4102981 4102910 12 83 


mococcus. 


Sphingomonad 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref |NR_026481.1 
54 3049838 Eremoc 


ref|NR_026471.1 
27 Streptococcus 


ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026453.1 


90 Ignavigranum 


ref 
amia 


NR_026447.1 
ignava Bact 


ref |NR_026404.1 
45 Lactobacillus 
ref |NR_026382.1 
196654 319807 
ales; Sphing 


Ww 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026290.1 


neae; Micromonos 
ref |NR_026267.1 
41 Salimicrobium 


ref |NR_026153.1 


«Th 
ref 


auera. 
NR_026142.1 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref |NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref |NR_025922.1 


ref|NR_025812.1 
4003594 400502 
bacillus. 


219846208 
equence 
ria; Pseud 


219846151 


gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ref|NR_025798.1 
4021723 402321 
omonadales; Mora 


ref 


Facklamia 
3 Facklamia 


Eremococcus coleocola 
occus coleocola 


Streptococcus ovis 
ovis Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Sandaracinobacter 
0 Sandaracinobacter 


omonadaceae; 


Streptococcus 
ococcus thoraltensis 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Salimicrobium album 
album Bacteria; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Desulfurella 

urella acetivorans 
Desulfurella. 
Dehalobacter 

8 Dehalobacter 

obacter. 

Desulfovibrio 

ovibrio acrylicus 

aceae; Desulfovibrio. 
Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Pontibacillus 
0 Pontibacillus 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


NR_025741.1 


Bacillus patagoniensis 


4101786 4103187 Bacillus patagoniensis Bacteria; 


199030 Bacteria_16S 
strain ON59 16S ribosoma 


Firmicutes; 


199030 Bacteria_16S 
strain MSS-155 16S ribos 


Firmicutes; 


199030 Bacteria_16S 
thermodepolymerans strai 
thermodepolymerans Bacte 


Lacto 


Bacil 


Schlegelella. 


199030 Bacteria_16S 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial s 
ehimensis Bacteria; 
199030 Bacteria_16S 
salicampi strain SF-20 16S ribosomal RNA, partial seque 
Firmicutes; 
199030 Bacteria_16S 

JMM-4 16S ribosomal RNA, partial sequence 


Bacteria; 


Bacillales; 


199030 Bacteria_16S 


Bacil 


marimammalium str 
marimammalium Bac 


199030 Bacteria_16S 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
199030 Bacteria_16S 


strain M6 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
199030 Bacteria_16S 


populi BJ001 16S 


Bacteria; 


IMMIB R-145 


Proteob 
199030 Bacteria_16S 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
199030 Bacteria_16S 
rudongensis strain AS1.1761 16S ribosomal RNA, partial 

rudongensis Bacteria; Proteobacteria; Alphaproteobacter 
199030 Bacteria_16S 


16S r 


strain CIP 105566 


Proteobacteria; 
199030 Bacteria_16S 


G 


strain CE2105 16S 


acidiphila strain 


Bacteria; 


Proteob 
199030 Bacteria_16S 


entanii strain LT 


Bacteria; 


Proteob 
199030 Bacteria_16S 


strain NGA 16S ri 


Synergistetes; 
199030 Bacteria_16S 


Sy 


strain DSM 30039 


Proteobacteria; 
199030 Bacteria_16S 


warmboldiae 
warmboldiae 


G 


strai 
Bacte 


Buttiauxella. 


199030 Bacteria_16S 


strain 216 16S ri 


Luteococcus. 


199030 Bacteria_16S 


strain 12993 16S 
Proteobacteria; 


199030 Bacteria_16S 
strain 256 16S ribosomal RNA, partial sequence 


G 


4118068 4117997 12 83 
1 RNA, partial sequence 
les; Streptococcaceae; 

4133354 4133283 12 83 
omal RNA, partial sequence 
Bacillaceae; Halobacillus. 
4190243 4190172 12 83 gi 
n K14 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteo 


gi 


bacilla Streptoc 


gi 


lales; 


4199243 4199172 12 83 gi 
Paenibacill 
83 gi 


Firmicutes; Bacillales; 
4209801 4209730 12 


Lentibac 
gi 


Bacillales; Bacillaceae; 
4222091 4222020 12 83 


laceae; Anaerobacillus. 
4243116 4243045 12 83 gi 
ain M54/01/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; St 
5734 5660 10 83 gi 
bosomal RNA, partial sequence 
Barto 
7195 7121 10 gi 
osomal RNA, partial sequence 


83 


Barto 
416481 416407 10 83 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


439624 439550 10 83 gi 


464063 463989 10 83 gi 


545097 545027 2 72 
ibosomal RNA, partial sequence 


gi 


546651 546589 

16S ribosomal RNA, 
ammaproteobacteria; Enterobacteriales; 
630026 629968 10 68 gi 
ribosomal RNA, partial sequence 


10 72 gi 
partial sequence 


649987 649913 10 83 gi 

B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
667949 667883 2 68 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
677108 677026 1 83 gi 
bosomal RNA, partial sequence 
nergistia; Synergistales; 
690654 690592 10 


Synergistace 
72 gi 


ammaproteobacteria; Enterobacteriales; 
692206 692144 10 72 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


708387 708317 2 72 
bosomal RNA, partial sequence 


gi 


819227 819165 10 72 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


4116858 41183 


4132144 41336 


4220889 4222400 Bacil 


4584 


6033 


415329 41680 


543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 


628893 63029 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
199030 Bacteria_16S 


675861 67745 


16S ribosomal RNA, partial sequence 689459 69096 


707255 70861 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


818049 81950 


219846139 


occus. 
219846125 


219846083 
1 sequence 
bacteria; 


219846076 
equence 
aceae; Pae 
219846069 
nce 42085 
illus. 
219846060 


219846040 
1 sequence 
reptococca 
265679060 
5982 
nellaceae; 
265679059 
7437 
nellaceae; 
265678777 


les; Methy 
265678762 


timonadace 
265678742 
sequence 

ia; Rhizob 
265678689 
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265678688 

54547 

Enterobac 
265678631 


Rhodospiri 
265678618 
e 64884 
les; Beije 
265678604 
nce 66678 
rillales; 

265678598 
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265678589 


Enterobac 
265678588 
sequence 

ia; Entero 
265678577 
ionibacter 


265678500 


Enterobac 


820732 820670 10 72 gi 
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ref 


ref 


rs 


Burk 


ref 


rs 


niba 
ref 


ref 


lus 


ref 


ceae 
ref 


Bar 
ref 


Bar 
ref 
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ref 
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ref 
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ref 
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ref 


teri 
ref 
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ref 
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ref 


Acet 
ref 


bacu 
ref 
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ref 


bact 


ref 


inea 


ref 


teri 


265678499 


54 Streptococcus 


65 Halobacillus 


189049 41905 


198059 41995 


91 4210111 Lenti 


4241925 42434 


462905 46436 


5 546925 Enter 


0 650254 Methy 


6 668269 Gluco 


6 Anaerobaculum 


691014 69252 


NR_025729.1 
NR_025715.1 


NR_025673.1 
6 


holderiales; 


NR_025666.1 
1 
cillus. 

NR_025659.1 
b 


NR_025650.1 
macyae Bacte 


NR_025630.1 

Z 
; Streptococ 
NR_029368.1 


tonella. 
NR_029367.1 


tonella. 
NR_029082.1 


cteriaceae; 
NR_029067.1 


Fulvimarina 
NR_029047.1 
1 
s; Xanthobac 
NR_028994.1 


Nocardiacea 
NR_028993.1 
° 
aceae; Enter 
NR_028936.1 


eae; Roseosp 
NR_028923.1 
1 
kiaceae; Met 
NR_028909.1 
n 
obacteraceae 
NR_028903.1 


lum. 
NR_028894.1 


aceae; Citro 
NR_028893.1 
0 
Ci 


eriales; En 


NR_028882.1 


e; Propionib 


NR_028803.1 


aceae; Kluyv 


ref 


Streptococcus minor 
minor Bacteria; 


Halobacillus locisalis 


locisalis Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Paenibacillus 
0 Paenibacillus 


Lentibacillus 
acillus salicampi 


Bacillus macyae strain 
ria; Firmicutes; 


Streptococcus 
4 Streptococcus 
cus. 
Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Enterobacter kobei 
bacter kobei Bacteria; 

obacter. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Anaerobaculum mobile 
mobile Bacteria; 


, 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


era. 


NR_028802.1 


Kluyvera intermedia 


819558 821010 Kluyvera intermedia Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


199030 Bacteria_16S 
moraviensis strai 
Firmicu 
199030 Bacteria_16S 
singaporensis str 


Bacteria; 


singaporensis Bac 
Klebsiella. 


199030 Bacteria_16S 


microaerophilum s 


microaerophilum B 


Propionibacteriac 


199030 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 
199030 Bacteria_16S 
strain Y9 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 


strain CDC 2970-5 
Bacteria; 


strain 167 16S ri 
Proteobacteria; 


strain ATCC 33433 
Proteobacteria; 


strain GPll 16S r 
Proteobacteria; 


199/55 16S riboso: 
Gammaproteobacter 


199030 Bacteria_16S 


strain Ne 11 16S 
Proteobacteria; 


L-3 16S ribosomal 
Gammaproteobacter 


199030 Bacteria_16S 


strain IFM 10035 


strain IFM 0784 1 


strain IFM 0575 1 


strain IFM 10084 


strain IFM 0245 1 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


199030 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


199030 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


199030 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


Proteob 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


osomal RNA, partial sequence 


987545 987483 10 72 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
989125 989063 10 72 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1004515 1004453 10 72 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1013579 1013497 2 84 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1015075 1014993 2 84 gi 


RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1039508 1039438 2 72 


Mo 
gi 


1041017 1040947 2 72 


gi 


1042555 1042485 2 72 


gi 


1044115 1044045 2 72 


gi 


1053247 1053177 2 72 


gi 


1143753 1143679 10 83 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1219298 1219228 2 72 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1232984 1232910 10 83 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1280993 1280923 2 72 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


199030 Bacteria_16S 


506 16S ribosomal 


1306736 1306662 10 
complete sequence 


83 gi 


RNA, 


833104 833032 12 83 gi| 265678491 
n 330 16S ribosomal RNA, partial sequence 83188 
tes; Lactobacillales; Enterococcaceae; Enterococ 

849666 849612 2 56 gi| 265678480 
ain LX3 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Gammaproteobacteria; Ente 

855613 855543 2 72 gi| 265678475 
train M 5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actin 
eae; Propionibacterium. 

872458 872392 2 68 gi| 265678464 
in CFN-Ca54 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhodo 

964580 964510 2 72 gi| 265678402 


963457 96488 


987916 98944 


1012401 10138 


mal RNA, partial sequence 1013897 1015342 Morax 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 
1016571 1016489 2 84 gi| 265678367 


ribosomal RNA, partial sequence 1015393 10168 
ammaproteobacteria; Pseudomonadales; Moraxellace 
1018068 1017986 2 84 gi| 265678366 


1016889 1018335 Morax 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 
6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 
6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 
16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 
6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 


1279854 12812 


nebacterin 
265678386 

98633 
cteriales; 
265678385 


Enterobac 
265678375 

10033 

Enterobac 
265678369 


oraxellace 
265678368 


raxella. 
265678352 


nebacterin 
265678351 


nebacterin 
265678350 


nebacterin 
265678349 


nebacterin 
265678342 


nebacterin 
253680761 
quence 

ria; Rhodo 


219878368 
12181 
ales; Prop 
219878271 
quence 

cteria; Rh 
219846091 
al 


es; Prop 


ref |NR_028794.1 
6 833394 Entero 
cus. 
ref |NR_028783.1 

848542 849823 
robacteriales; E 


ref|NR_028778.1 
854408 855931 
omycetales; Prop 


ref|NR_028767.1 

871314 872760 
spirillales; Ace 
ref |NR_028704.1 
eae; Nocardiacea 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teriaceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref|NR_028671.1 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 
ella 
ref|NR_028669.1 
Moraxella. 


NR_028668.1 
bovis Bacte 


ae; 
ref 

ella 

ref|NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


Nocardiacea 
ref|NR_028009.1 

1142608 114408 
bacterales; Rhod 


eae; 


ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 
ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref |NR_025681.1 
10 Aeromicrobium 
ionibacterineae; 


219846269 


Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 


Enterococcus 
coccus moraviensis 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Gluconacetobacter 
Gluconacetobacter 


tobacteraceae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Citrobacter murliniae 

acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Pannonibacter 

2 Pannonibacter 

obacteraceae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


ref|NR_025859.1 


Starkeya novella DSM 


1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 


199030 Bacteria_16S 


gryphiswaldense s 


gryphiswaldense M 


Magnetospirillum. 


199030 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


199030 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


199030 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


199030 Bacteria_16S 


strain T4 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
199030 Bacteria_16S 


strain DSM 5901 1 


VKM B1479 16S rib 
Proteobacteria; A 


199030 Bacteria_16S 


strain SE3104 16S 
Proteobacteria; A 


199030 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


199030 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


199030 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


iL 
G 


199030 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


199030 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


199030 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


199030 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


199030 Bacteria_16S 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


199030 Bacteria_16S 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


199030 Bacteria_16S 


avidum strain DSM 
Bacteria; Actinob 


Propionibacterium. 
199030 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


199030 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


199030 Bacteria_16S 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


199030 Bacteria_16S 


1340312 1340254 10 68 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 

1381249 1381175 10 83 gi 


BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1397727 1397653 10 83 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


1443519 1443457 10 72 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
1629563 1629489 10 83 gi 
osomal RNA, partial sequence 

1647844 1647770 10 


84 gi 


1650832 1650758 10 

osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1851974 1851916 10 68 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
1927905 1927835 2 72 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1939954 1939880 10 83 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


83 gi 


2002814 2002752 10 72 


gi 
6S ribosomal 
ammaproteobacteria; Enterobacteriales; 


2005891 2005829 10 72 gi 


ammaproteobacteria; Enterobacteriales; 
2007437 2007375 10 72 gi 


ammaproteobacteria; Enterobacteriales; 
2008981 2008919 10 72 gi 
n DSM 9390 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
201054 


0 2010478 10 72 


gi 


ammaproteobacteria; Enterobacteriales; 
2077431 2077361 2 72 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2078992 2078922 2 72 gi 
DSM 20700 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Propionibacterium. 

2082101 2082031 2 72 gi 
4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2121615 2121553 10 72 


gi 


RNA, partial sequence 2001636 20 


6S ribosomal RNA, partial sequence 2004699 20 


6S ribosomal RNA, partial sequence 2006247 20 


6S ribosomal RNA, partial sequence 2009346 20 


228721340 
sequence 


228717274 
ce 


228715764 
uence 
bacteria; 


224581426 


llales; 
219878457 


1628419 16298 
nckiacea 


ed 
219878444 


6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
199030 Bacteria_16S 


Ac 
219878442 


1649700 16511 
acterace 


ob 
219878301 


1850849 18521 
odospiri 


Rh 
219878243 


1926697 19282 
thomonad 


an 

219878235 
sequence 

ria; 


219878194 
031 
Entero 
219878192 
061 
Enterobac 
219878191 
077 
Enterobac 
219878190 
sequence 

ia; Ent 
219878189 
108 
Enterobac 
219878138 
sequence 
Actinomyc 


219878137 


oteobacter 


13801 
les; Beije 


14423 
Pa 


etobacte 


Rhizo 


bac 


ero 


ref 
ia; 
ref 


rinc 
ref 


Rhiz 
ref 


steu 
ref 


e; 
ref 


race 
ref 


ae; 
ref 


llac 
ref 


acea 
ref 


bial 
ref 


teri 
ref 


teri 
ref 


teri 
ref 


bact 
ref 


teri 
ref 


etal 


ref 


1339181 134062 


15 1381523 Methy 


1396599 13980 


29 1443825 Actin 


34 Methylocella 
M 


1938810 19402 


96 Buttiauxella 
41 Buttiauxella 


2007792 20092 


50 Buttiauxella 


2076251 20777 


NR_027605.1 
Rhodospirill 


NR_027561.1 
1 
kiaceae; Met 
NR_027539.1 
3 
obiales; Met 
NR_027207.1 
° 
rellaceae; 
NR_025596.1 


ethylocella 
NR_025583.1 


ae; Stella. 
NR_025581.1 


Labrys. 
NR_025440.1 


eae; Roseosp 
NR_025382.1 


e; Ignatzsch 
NR_025374.1 
4 
es; Methylob 
NR_025333.1 


aceae; Lemin 
NR_025331.1 


aceae; Butti 
NR_025330.1 


aceae; Butti 
NR_025329.1 
9 
t 


eriales; En 


NR_025328.1 


aceae; Butti 
NR_025277.1 
5 
es; Propioni 


NR_025276.1 


sequence 


2077807 20793 


2 


Ac 


nc 
al 


tinomyce 


219878135 
e 20809 
es; Prop 


219857654 


somal RNA, partial sequence 2120505 2121907 Cedec 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 


tale 


ref 


ioni 


ref 
ead 


23 2082426 Propi 


s; Propionib 


NR_025274.1 
° 
bacterineae; 


NR_025243.1 
avisae Bacte 


ia; Enterobacteriales; Enterobacteriaceae; Cedecea. 

2142740 2142663 2 79 gi|219857640|ref|NR_025229.1 
ain D30 16S ribosomal RNA, partial sequence 2141553 214301 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 

2174538 2174468 2 72 gi|219857619|ref|NR_025208.1 
ain 10bc312 16S ribosomal RNA, partial sequence 2173451 217485 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
dococcus. 

2262726 2262644 2 84 gi|219857558|ref|NR_025146.1 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Methylocella 

ocella silvestris BL2 

hylocella. 
Methylobacterium 

3 Methylobacterium 

hylobacteriaceae; 


Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Methylocella tundrae 


tundrae Bacteria; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Methylobacterium 

9 Methylobacterium 

acteriaceae; 


Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Rhodococcus 

9 Rhodococcus 
bacterineae; 


Thermodesulfobacterium 


2261503 2262999 Thermodesulfobacterium 


hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 


199030 Bacteria_16S 


2296166 2296092 10 


83 


strain 91-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


199030 Bacteria_16S 
strain IBS 193 16 


2297632 2297558 10 


83 


S ribosomal RNA, partial sequence 


gi| 219857533 


2295034 22964 


gi|219857532 


2296489 22979 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


199030 Bacteria_16S 
strain ATCC49733 
Proteobacteria; 

199030 Bacteria_16S 


2364251 2364189 10 


2422198 2422128 2 


72 


72 


gi] 219857485 


16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


gi] 219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
199030 Bacteria_16S 
strain AS4.1521 1 


199030 Bacteria_16S 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 24496 
olivapovliticus Bacteria; 


199030 Bacteria_16S 
strain ATCC 33531 
Bacteria; 
199030 Bacteria_16S 


2438687 2438617 2 
2449368 2449298 12 
Firmicutes; 


2462938 2462876 10 


2509714 2509648 2 


72 


82 


Lactobacillales; 


72 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


68 


gi|219857429 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219857420 


gi|219857408 


gi| 219857371 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 


johannae Bacteria 
Gluconacetobacter. 
199030 Bacteria_16S 


2550069 2549995 10 


; Proteobacteria; Alphaproteobacteria; 


83 


strain C-29 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


199030 Bacteria_16S 
strain ILE-3 16S 
Synergistetes; 
199030 Bacteria_16S 
strain ATCC 51603 
Proteobacteria; 
199030 Bacteria_16S 


2560820 2560770 1 


Synergistales; 
2620917 2620855 10 


2626987 2626917 2 


51 


ribosomal RNA, partial sequence 


Synergistia; Synergistaceae; 


72 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


72 


gi| 219857344 
2548929 25503 


gi|219857337 
2559665 25611 


219857252 
26197 


gi 


gi|219857247 


bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 


bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; 
199030 Bacteria_16S 
erythreum strain 


Nocardioidaceae; 
199030 Bacteria_16S 


Tessaracoccus. 
2658885 2658815 2 


2676885 2676835 1 


72 


NRRL B-3381 16S ribosomal RNA, partial 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Act 
Aeromicrobium. 


51 


strain Pd55 16S ribosomal RNA, partial sequence 


Proteobacteria; 
199030 Bacteria_16S 
strain MS1-3 16S 


199030 Bacteria_16S 
strain ATCC15947 
Bacteria; 
199030 Bacteria_16S 


amylolyticum strain MBIC4355 16S ribosomal RNA, partial 
amylolyticum Bacteria; 


199030 Bacteria_16S 
mesophilum strain 
mesophilum Bacteria; 
199030 Bacteria_16S 
multivorum strain 


Acidiphilium. 
199030 Bacteria_16S 
strain JCM1240 16 
Proteobacteria; 
199030 Bacteria_16S 
strain JCM1235 16 
Proteobacteria; 
199030 Bacteria_16S 


2678367 2678297 2 


2763665 2763603 10 


2811964 2811887 2 


Bacteroidetes; 
2813458 2813381 2 


Bacteroidetes; 
2937203 2937137 2 


AIU 301 16S ribosomal RNA, 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


2947912 2947850 10 


2949402 2949340 10 


2950890 2950828 10 


Epsilonproteobacteria; Nautiliales; Nauti 


72 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


72 


79 


Flavobacteria; 


79 


68 


219857218 
sequence 


gi 


gi|219857205 
2675717 26771 
liaceae; 
gi|]219857204 
2677198 26786 


gi|219857142 


16S ribosomal RNA, partial sequence 2762542 27639 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


219857109 
sequence 


gi 


gi|219857108 


MBIC1140 16S ribosomal RNA, partial sequence 
Flavobacteria; 


Flavobacterial 
gi| 219856832 


complete sequence 


72 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


72 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


2 


strain JCM1237 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


Rhodosp 


gi| 219856825 
2946729 29481 
Enterobac 
gi| 219856824 
2948221 29496 
Enterobac 
219856823 


gi 


Actinomycetales; 


Carnobacteriaceae; 


24617 


Rhodospirillales; 


Actinomycetales; Propion 


inomycetales; 


Flavobacteriales; 


ref|NR_025121.1 
Bartonella. 
ref|NR_025120.1 


Bartonella. 
ref|NR_025073.1 


ref|NR_025033.1 
2421026 242250 


ref|NR_025017.1 


ref|NR_025008.1 


8 
ref |NR_024996.1 
Enterobacteriac 


ref |NR_024959.1 
2508571 251001 


ref|NR_024932.1 


Bartonella. 
ref|NR_024925.1 


ref|NR_024883.1 


ref|NR_024877.1 
2625807 262727 


ref |NR_024846.1 

2657714 265918 
Propioniba 
ref |NR_024833.1 


Lebetimonas. 
ref |NR_024832.1 


Nocardiacea 
ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref |NR_024737.1 

2810779 281222 
Flavobacte 
ref |NR_024736.1 

2812273 281371 
es; Flavobacteri 
ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


ref|NR_024644.1 
teriaceae; Serra 
ref|NR_024643.1 
58 Enterobacter 
teriaceae; Enter 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Rhodococcus 
2 Rhodococcus 


Corynebacterineae; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Alkalibacterium 
1 Alkalibacterium 


Alkalibacterium. 


Raoultella planticola 


40 2463175 Raoultella planticola 


eae; Raoultella. 
Gluconacetobacter 
7 Gluconacetobacter 


Acetobacteraceae; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 
Aminobacterium. 


Kluyvera georgiana 


36 2621149 Kluyvera georgiana Bacteria; 


Enterobacteriaceae; Kluyvera. 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Aeromicrobium 
7 Aeromicrobium 


cterineae; 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Acidiphilium 

9 Acidiphilium 
bacteraceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 


ref|NR_024642.1 


Enterobacter amnigenus 


2949709 2951157 Enterobacter amnigenus Bacteria; 


199030 Bacteria_16S 


strain JCM1234 16 
Proteobacteria; 


strain JCM6051 16 
Proteobacteria; 
cloacae complex. 


199030 Bacteria_16S 


strain IFO 15059 


europaeus strain 
Bacteria; Proteob 


199030 Bacteria_16S 
somal RNA, partial sequence 3071024 3072416 Methy 


strain K 16S ribo 


G 
199030 Bacteria_16S 


G 


2952391 2952329 10 72 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2953889 2953827 10 72 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


2988851 2988781 2 72 


gi 


3004161 3004095 2 68 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3072156 3072082 10 83 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


199030 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


199030 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


199030 Bacteria_16S 


strain DSM43338 


3118843 3118777 2 68 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3199252 3199194 10 68 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


3474627 3474557 2 
16S ribosomal RNA, 


72 gi 
complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


199030 Bacteria_16S 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


199030 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


199030 Bacteria_16S 


strain Mtul 16S r 


3553817 3553751 2 68 gi 
CIB 8746 16S ribosomal RNA, partial se 
; Proteobacteria; Alphaproteobacteria; 
3555348 3555282 2 68 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


3849886 3849828 10 68 
ibosomal RNA, partial sequence 


gi 


219856822 


2951208 29526 


Enterobac 
219856821 


2952708 29541 


Enterobac 


219846931 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 


nebacterin 
219846921 
nce 30029 
rillales; 

219846874 


rinckiacea 
219846843 
ence 31176 
rillales; 

219846789 
ial sequen 
cteria; Rh 


219846593 
34734 
nebacterin 
219846541 
quence 
Rhodospir 


219846540 
1 sequence 


ria; Rhodo 


219846329 


3848728 38501 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 

199030 Bacteria_16S 3944129 3944063 2 68 gi| 219846263 
organovorum strain TFC 16S ribosomal RNA, partial sequence 39429 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

199030 Bacteria_16S 3947049 3946983 2 68 gi|219846261 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 39473 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
199030 Bacteria_16S 3949970 3949904 2 68 gi| 219846259 
strain 101 16S ribosomal RNA, partial sequence 3948831 39502 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
199030 Bacteria_16S 3969494 3969436 10 68 gi|219846246 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 39683 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

199030 Bacteria_16S 4116503 4116433 2 72 gi| 219846140 
strain W4937 16S ribosomal RNA, partial sequence 4115405 41168 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
199030 Bacteria_16S 4124261 4124199 10 72 gi| 219846134 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial seque 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Paste 
Volucribacter. 

199030 Bacteria_16S 43460 43399 12 73 gi| 265679035 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial s 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Acti 
Nocardiopsaceae; Nocardiopsis. 

199030 Bacteria_16S 69365 69296 2 Th gi| 265679018 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 

camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Corynebacteriaceae; Corynebacterium. 

199030 Bacteria_16S 85746 85685 12 73 gi| 265679006 


dassonvillei subs 


p- dassonvillei strain IMRU 509 16S ri 


bosomal RN 


ref |NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 
29 Enterobacter 
teriaceae; Enter 


ref |NR_026523.1 
eae; Gordoniacea 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref |NR_026466.1 
locella palustri 
e; Methylocella 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref |NR_026133.1 

3552654 355413 
illales; Acetoba 


ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


ref |NR_025919.1 


e; Rickettsieae; 
ref |NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref |NR_025849.1 


raceae; Acidocel 
ref |NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_025730.1 


Nocardiacea 
NR_025724.1 
412310 

Paste 


eae; 
ref 
nce 
urellales; 
ref 
eque 
nomy 


NR_029343.1 
nce 42294 
cetales; Str 
ref|NR_029326.1 

68186 69586 
mycetales; Coryn 
ref 
A, Pp 


NR_029314.1 
artial seque 


Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 

Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Methylocella palustris 
s Bacteria; 


’ 


Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


’ 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 

Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 


tobacteraceae; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 
Acidiphilium 

hilium organovorum 
Acidiphilium. 
Acidiphilium cryptum 


v 


cryptum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 

Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Volucribacter 

3 4124536 Volucribacter 

urellaceae; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Corynebacterium 
Corynebacterium 
ebacterineae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


Streptosporangineae; Nocardiopsaceae; 


199030 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


133170 133121 2 Si gi 
ibosomal RNA, complete sequence 
hingobacteria; 


Nocardiops 
265678974 


is. 


ref|NR_029282.1 


Rhodothermus marinus 


131953 133495 Rhodothermus marinus Bacteria; 
Sphingobacteriales; Rhodothermaceae; Rhodothermus. 


199030 Bacteria_16S 221837 221768 2 71 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
199030 Bacteria_16S 246359 246290 2 71 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 
199030 Bacteria_16S 399295 399226 2 71 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
199030 Bacteria_16S 428775 428706 2 va gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


199030 Bacteria_16S 465572 465499 10 83 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

199030 Bacteria_16S 543598 543549 2 51 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

199030 Bacteria_16S 552840 552771 2 7h gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
199030 Bacteria_16S 574081 574012 2 val gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


199030 Bacteria_16S 660335 660258 2 79 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

199030 Bacteria_16S 695242 695173 2 rat gi| 265678586 |ref|NR_028891.1| Planctomyces 


brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 


199030 Bacteria_16S 837605 837536 2 71 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

199030 Bacteria_16S 935264 935183 2 83 gi|265678422|ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
199030 Bacteria_16S 956898 956825 10 83 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 


salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 
199030 Bacteria_16S 1034961 1034880 2 83 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

199030 Bacteria_16S 1045671 1045602 2 71 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

199030 Bacteria_16S 1059347 1059298 2 51 gi| 265678338 |ref|NR_028640.1| Deferribacter 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

199030 Bacteria_16S 1075791 1075722 2 71 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
199030 Bacteria_16S 1099809 1099748 12 73 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 
199030 Bacteria_16S 1108926 1108865 12 73 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 
199030 Bacteria_16S 1121085 1121004 2 83 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 


199030 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


199030 Bacteria_16S 


strain IMMIB R-14 


1134633 1134564 2 71 gi 
CECT 5990 16S ribosomal RNA, partial s 


e; Corynebacterium. 
1148287 1148218 2 71 gi 
34 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


199030 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 
Clostridia; 


metallireducens s 
metallireducens B 


199030 Bacteria_16S 


YIM 30243 16S rib 


253680767 
equence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


253680758 
11471 


nebacterin 


NR_028015.1 
133500 113488 
ales; Corynebact 


ref 


R 


, 


ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 


Corynebacterium 
1 Corynebacterium 
erineae; 


Nocardia ignorata 


e; Nocardia. 


ia ignorata Bacteria; 


acteria; 


1245119 1245050 12 


Firmicutes; 
1326656 1326587 2 


81 


ft 


gi| 219857537 


Clost 
gi 


ridiales; 
219846136 


1 sequence 


ref|NR_025125.1 
1243915 124542 
Peptococcaceae; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 


ref Nocardia alba strain 


osomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


199030 Bacteria_16S 


strain TH-23 16S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

199030 Bacteria_16S 1470677 1470600 2 79 gi|224581406|ref|NR_027187.1 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 147099 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Psychrobacter. 

199030 Bacteria_16S 1521834 1521765 2 op gi|219857610|ref|NR_025199.1 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Nocardia. 

199030 Bacteria_16S 1529495 1529434 12 73 gi|219857434|ref|NR_025022.1 


strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


199030 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


199030 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


199030 Bacteria_16S 


echinoides strain 
echinoides Bacter 


199030 Bacteria_16S 


strain DSM 44494 


agaridevorans str 
agaridevorans Bac 


199030 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


199030 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


199030 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


199030 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


199030 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 


199030 Bacteria_16S 


1420313 1420256 12 69 
ribosomal RNA, partial sequence 


gi 


S ribosomal RNA, partial sequence 
Stre 


1652382 1652325 12 69 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1693602 1693533 12 81 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1704412 1704339 11 83 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1740917 1740856 12 73 gi 


Stre 
1778741 1778680 22 83 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1853350 1853289 12 73 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1859402 1859333 2 71 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1877687 1877626 12 73 gi 
in DSM 44410 16S ribosomal RNA, partia 


Nocardiopsis. 

1894784 1894711 10 83 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 
1934015 1933934 2 83 gi 
eltaproteobacteria; Desulfovibrionales 
1977980 1977907 10 83 gi 


macestii strain M-9 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


199030 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


199030 Bacteria_16S 


acteria; Deltaproteobacteria; Desulfov 
2037454 2037385 2 val gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
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eria; Actinobacteria; Actinobacteridae; 
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1419106 14206 
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osporang 


pt 
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pa 
cillaceae; 
219878412 
equence 
iales; Pep 
219878405 
sequence 
a; Rhizobi 
219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 


ptosporang 
219878351 
1 sequence 
cillaceae; 
219878299 
sequence 
dae; Actin 


219878295 
al sequenc 


, 


219878283 
1 sequence 


v 


219878268 
equence 
a; Desulfo 


219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
Desulfomicro 


v 


219878210 
19767 
ibrionales 
219878170 
nce 20362 
ales; Cory 


219878115 


rtial se 


Actinomy 


Actinomy 


NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_027227.1 


ineae; Thermomon 


ref 
quen 


NR_025580.1 
ce 165119 
Bacillus. 
ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref |NR_025490.1 

1777548 177905 
Paenibacillus. 
ref |NR_025438.1 

1852181 185367 
omycetales; Stre 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


ref|NR_025422.1 
1876505 187800 
cetales; Strepto 


ref|NR_025407.1 

1893578 189509 
vibrionales; Des 
ref |NR_025378.1 
biaceae; Des 
ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


Bacteria; 
e; Nocardia. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Psychrobacter 
0 Psychrobacter 
xellaceae; 


Nocardia 
6 Nocardia 
ebacterineae; 


osporaceae; 


Bacillus 
2 1652677 Bacillus 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Methylocystis 
7 Methylocystis 


Paenibacillus 
6 Paenibacillus 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


ulfomicrobium. 
Desulfomicrobium 
omicrobium macestii 
aceae; 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


ref |NR_025254.1 


Alkanindiges 


illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Alkanindiges. 


Actinomadura spadix 
96 Actinoallomurus spadix Bacteria; 


taceae; Methylocystis. 

Nocardiopsis halophila 
halophila Bacteria; 
saceae; Nocardiopsis. 


Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 


Desulfomicrobium. 


199030 Bacteria_ 
strain YIM 90003 


16S 2157835 2157774 12 73 gi 


16S ribosomal RNA, partial sequence 2156657 21581 


219857630 


ref|NR_025219.1| Streptomonospora alba 
43 Streptomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 
199030 Bacteria_16S 2162317 2162248 2 PL gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 


strain F829 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


199030 Bacteria_ 


maanshanensis str 
maanshanensis Bac 
Rho 


Nocardiaceae; 
199030 Bacteria_ 


strain KS9 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 


199030 Bacteria_ 


strain IMMIB D-15 


199030 Bacteria_ 


salina strain YIM 
Bacteria; Actinob 


Streptomonospora. 


199030 Bacteria_16S 
strain DNP505 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 


strain VKM Ac-942 


Bacteria; Actinob 


Nocardiopsis. 


199030 Bacteria_16S 
strain CVL 16S ri 
D 
199030 Bacteria_16S 


Proteobacteria; 


strain JCM 3151 1 


ibosomal RNA, partial sequence 


16S 2195775 2195706 2 71 


gi 


dococcus. 
16S 2253402 2253341 12 13 
bosomal RNA, partial sequence 


gi 


16S 2383911 2383842 2 71 


gi 


16S 2409774 2409713 12 73 gi 


2497475 2497406 2 71 
ribosomal RNA, partial sequence 


gi 


2511251 2511190 12 73 gi 
16S ribosomal RNA, partial sequence 


2614692 2614611 2 83 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2670795 2670734 12 73 gi 


gi 


2161153 21625 


ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


2252243 22536 
Stre 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


90002 16S ribosomal RNA, partial seque 


acteria; Actinobacteridae; Actinomycet 


2496307 24977 


acteria; Actinobacteridae; Actinomycet 


2613469 26150 


6S ribosomal RNA, partial sequence 2669632 26710 


nebacterin 
219857602 
quence 

e; 


219857564 


ptosporang 
219857471 
23827 
nebacterin 
219857454 
nce 24085 
ales; Stre 


219857385 


nebacterin 

219857370 

25100 
Stre 


ales; 


219857256 


; Desulfov 
219857210 


Actinomycet 


78 Nocardia caishijiensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_025190.1] Rhodococcus 
194621 2196031 Rhodococcus 
ales; Corynebacterineae; 


ND 


ref|NR_025152.1| Nocardiopsis composta 
96 Nocardiopsis composta Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025059.1| Nocardia abscessus 

52 2384208 Nocardia abscessus Bacteria; 
eae; Nocardiaceae; Nocardia. 

ref |NR_025042.1|] Streptomonospora 

77 2410105 Streptomonospora salina 
ptosporangineae; Nocardiopsaceae; 


ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_024958.1| Nocardiopsis trehalosi 
68 2511541 Nocardiopsis trehalosi 
ptosporangineae; Nocardiopsaceae; 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024838.1 
87 Microbispora 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Microbispora mesophila 
mesophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

199030 Bacteria_16S 2688866 2688797 2 71 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
199030 Bacteria_16S 2693324 2693263 12 73 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

199030 Bacteria_16S 2712787 2712730 12 69 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

199030 Bacteria_16S 2720339 2720270 2 71 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

199030 Bacteria_16S 2747311 2747242 2 71 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

199030 Bacteria_16S 2751667 2751606 12 73 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

199030 Bacteria_16S 2753163 2753102 12 73 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

199030 Bacteria_16S 2754659 2754598 12 13 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

199030 Bacteria_16S 2819497 2819436 12 73 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

199030 Bacteria_16S 2820990 2820929 12 $3 gi|219856910|ref|NR_024731.1| Planobispora rosea 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 


Streptosporangineae; 


Streptosporangiaceae; 


199030 Bacteria_ 


parontospora subs 
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Microtetraspora. 
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p- 
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Streptosporangineae; Streptosporangiac 
2834641 2834572 2 vii gi 
1 16S ribosomal RNA, partial sequence 


2865420 2865347 10 83 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 


2985803 2985734 2 71 


gi 


2987325 2987256 2 71 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

3005661 3005588 11 83 gi 
6 16S ribosomal RNA, partial sequence 


3043526 3043446 2 83 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 
3082825 3082776 2 51 gi 

ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


gi 


3126363 3126290 10 83 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


s 


3205210 3205161 2 val 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
3252035 3251974 12 73 gi 


gi 


219856909 
os 
antibiotica Bacteria; Actinobacteria; 
ea 
219856901 


ne 
219856881 
s 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
199030 Bacteria_16S 
wratislaviensis s 
wratislaviensis B 
Rho 
199030 Bacteria_16S 


ne 

219846932 
ar 
da 


219846920 


lo 
219846894 
3042319 30437 


219846867 
eq 
er 
219846838 


i: 


219846785 
3204032 32054 


219846753 
16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 
omal RNA, pa 


NR_024730.1 
rtial seque 
e; Planomonospora. 
ref|NR_024722.1 
66 2834941 Nocar 
eae; Nocardiace 
ref|NR_024700.1 
2864276 286573 
monadales; Sphi 


28334 
bacterin 


equence 
Sphingo 


ref|NR_026525.1 


bacterineae; 
ref 

uenc 
omyc 


NR_026524.1 
e 298615 
etales; 


tial seq 
e; Actin 


ref|NR_026512.1 
29 3005936 Methy 
e; Methylosinus. 
ref|NR_026486.1 
95 Desulfovibrio 
ibrionaceae; De 
ref |NR_026459.1 

3081609 308313 
lfurellales; Des 


30045 
cystacea 


Desulfov 


uence 
ia; Desu 


ref |NR_026430.1 
3125234 312665 
biales; Hyphomic 


equence 
a; Rhizo 


ref|NR_026377.1 


ref |NR_026345.1 


n 
Actinobacteridae; 


d 
a 


n 


Cory 


1 


s 


Planomonospora 
ce 2821321 2822766 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 

Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
Nocardiacea 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Methylosinus sporium 
osinus sporium Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Hyphomicrobium 
3 Hyphomicrobium 


robiaceae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


Streptosporangineae; Streptosporangiaceae; 
199030 Bacteria_16S 3261073 3261012 12 73 gi| 219846747 |ref|NR_026339.1| Nocardiopsis 
p- albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 3259907 3261367 
Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
199030 Bacteria_16S 3268532 3268463 16 85 gi|219846742|ref|NR_026334.1| Legionella lytica 


strain L2 16S ribosomal RNA, partial sequence 


3267345 32688 


25 Legionella lytica Bacteria; 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

199030 Bacteria_16S 3370657 3370596 12 73 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

199030 Bacteria_16S 3473092 3473023 2 eo gi|219846594|ref|NR_026186.1| Rhodococcus opacus 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
199030 Bacteria_16S 3476150 3476081 2 71 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
199030 Bacteria_16S 3477676 3477607 2 71 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

199030 Bacteria_16S 3730992 3730931 12 73 gi|219846414|ref|NR_026005.1] Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 

199030 Bacteria_16S 3735376 3735315 12 73 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

199030 Bacteria_16S 3741224 3741163 12 73 gi|219846407|ref|NR_025998.1| Microtetraspora 


niveoalba strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


Mt-3 16S ribosomal RNA, partial sequence 


3740091 3741506 Microt 
Streptosporangineae; 


etraspora niveoalba 
Streptosporangiaceae; 


199030 Bacteria_16S 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Microtetraspora. 
199030 Bacteria_16S 3901955 3901894 12 73 gi| 219846294 


strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Herbidospora. 

199030 Bacteria_16S 4054630 4054565 8 73 gi|219846184 


strain JC1078 16S 


3742687 3742626 12 73 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 


strain AS 4.1860 


4075766 4075697 2 71 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


199030 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


199030 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


199030 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


199030 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


199030 Bacteria_16S 


strain PL7HG1 16S 


14668 14600 2 70 gi 


Bacteria; Proteobacteria; Gammaproteo 
192561 192489 12 84 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
201761 201701 19 79 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; 
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1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
383962 383890 10 81 gi 
ribosomal RNA, partial sequence 


Clostridiales Fa 
81 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


199030 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


199030 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


199030 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


199030 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


199030 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


199030 Bacteria_16S 


marinus subsp. pa 


Prochlorococcus marinus subsp. pastoris Bacteria 


Prochlorococcacea 


199030 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


199030 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


199030 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


199030 Bacteria_16S 


strain s840-96-2 
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199030 Bacteria_16S 


faecalis strain g 
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osomal RNA, partial sequence 
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81 gi 


593558 593486 11 83 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
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in BO71 16S ribosomal RNA, partial seq 
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CY-7113 16S ribosomal RNA, partial seq 
eae; Streptosporangium. 

879750 879678 11 83 gi 
storis strain PCC 9511 16S ribosomal R 


Prochlorococcus. 
908848 908776 11 83 
S ribosomal RNA, partial sequence 


e; 
gi 
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1006036 1005969 9 77 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 
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ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1366011 1365939 10 81 gi 
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1573166 1573094 10 81 gi 
c 16S ribosomal RNA, partial sequence 
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16S ribosomal RNA, partial sequence 4074613 40760 


strain B-38 16S ribosomal RNA, partia 
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Sphingomonadales; 


a; Actinobacteria; Actinobacteridae; Actinomycet 


907717 90916 


Sphingomonadales; 


16S ribosomal RNA, partial sequence 1417633 14190 


219846406 
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nebacterin 
265679054 
1 sequence 
bacteria; 


265678935 
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265678929 


mily XI. I 
265678892 
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265678799 


rhizobiace 
265678694 


tiliaceae; 
265678678 
sequence 

eria; Rhod 


265678657 
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uence 
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265678462 
uence 
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265678439 


Erythrobac 
265678374 
al sequenc 
eria; Alte 
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ence 13648 
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224581446 


mily XI. I 
219857383 


occales; Methy 


ref|NR_025997.1 


ineae; Streptosp 


ref |NR_025884.1 
68 Herbidospora 


ineae; Streptosp 


ref|NR_025774.1 


; In 
ref 


trasporangia 
NR_025759.1 


eae; Nocardiacea 
ref |NR_029362.1 

13461 14981 
Thiotrichales; F 
ref |NR_029243.1 
7 192822 Methyl 
lococcaceae; 


v 


ref|NR_029237.1 
ncer 
ref 
a br 


tae Sedis; H 
NR_029200.1 
oomeae Bacte 
ref|NR_029104.1 
ae; Bradyrhizobi 
ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref |NR_028983.1 

560822 562307 
ospirillales; Ac 


ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028768.1 

869838 871263 
biales; Bradyrhi 


ref|NR_028765.1 
874217 875635 
ales; Streptospo 


, 


ref 
1 se 


NR_028762.1 
quence 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref|NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref |NR_027228.1 


ncer 
ref 


tae Sedis; H 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Serinicoccus marinus 


29 Serinicoccus marinus Bacteria; 


ceae; Serinicoccus. 
Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Francisella tularensis 
Francisella tularensis 

rancisellaceae; 


Methylomonas 
omonas aurantiaca 
Methylomonas. 

Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Afipia broomeae strain 
ria; Proteobacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Caminibacter profundus 


profundus Bacteria; 


Roseomonas 
Roseomonas 
etobacteraceae; 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 

Bradyrhizobium 

Bradyrhizobium 
zobiaceae; 


Streptosporangium 
Streptosporangium 
rangineae; 


Prochlorococcus 
878614 880078 


Cyanobacteria; Prochlorales; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Nitrobacter 

acter hamburgensis X14 
trobacter. 

Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 


NR_024971.1 


Rhodopseudomonas 


1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 


199030 Bacteria_ 
entericus strain 


entericus Bacteri 


199030 Bacteria_ 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 
199030 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
199030 Bacteria_16S 
strain AN1 16S ri 


bosomal RNA, partial sequence 


2567339 25687 


16S 1765274 1765214 23 83 gi|219878361|ref|NR_025500.1| Streptococcus 
CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
16S 2056089 2056029 12 72 gi|219878154|ref|NR_025293.1| Streptomyces 
train CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
2118573 2118501 11 83 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
2151851 2151779 11 83 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 
2302063 2301991 10 81 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 
2568465 2568393 10 81 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

199030 Bacteria_16S 2681448 2681377 12 83 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

199030 Bacteria_16S 2757778 2757710 2 69 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

199030 Bacteria_16S 2860801 2860729 10 81 gi|219856884|ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 

199030 Bacteria_16S 2991903 2991835 17 85 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 


Proteobacteria; 


album strain DSM 


Bacteria; Actinob 
Streptosporangium. 
199030 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


199030 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; 


oligotrophica str 
oligotrophica Bac 


199030 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
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199030 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


199030 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
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199030 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


199030 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


G 
199030 Bacteria_16S 


G 
199030 Bacteria_16S 


ammaproteobacteria; Legionellales; Legio 
3372154 3372094 12 72 gi 
43023 16S ribosomal RNA, partial seque 


acteria; Actinobacteridae; Actinomycet 


nc 
al 
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strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


1 
ba 


3587201 3587129 12 84 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3912683 3912611 10 81 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
3975322 3975250 11 83 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3995776 3995704 11 
ribosomal RNA, partial sequence 
Sphingomonadales; 
3997267 3997195 11 83 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


gi 
et. 


ue 
er 


s 
a; 
83 gi 
Er 


ue 
a; 


3998761 3998689 11 83 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 
ia 


4001685 4001613 11 
SW-151 16S ribosomal 
ia; Proteobacteria; Al 


83 gi 
RNA, partial seq 
phaproteobacteri 


ue 
a; 


4036638 4036566 11 83 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 


en 
Sphingomon 


199030 Bacteria_16S 


strain 34633 16S 


n 


219846669 


e 
e 


219846522 


s 
Cc 


219846518 
3585997 35874 


h 


219846286 


n 
i 


219846242 


e 


219846228 
3994645 39960 


y 


219846227 


n 


219846226 


e 


, 


219846224 


n 
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ce 40355 
adales; 
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ribosomal RNA, partial sequence 


gi 
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4222451 4223825 Afipia massiliensis Bacteria; 


ellaceae; Fluoribacter 
ref|NR_026261.1 
99 3372445 Strep 


ptosporangineae 


33709 
s; Stre 
ref|NR_026114.1 
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Rhodospirillales 


equence 
teria; 


ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_025876.1 

3911550 391285 
obiales; Bradyrh 
ref|NR_025832.1 

3974188 397555 


ales; Rhizobiace 


ylococc 


ce 
a; Rhiz 
quence 
Rhizobi 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025817.1 


throbac 


ce 


Sphingomonadales; 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


nce 
Sphing 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


ce 
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ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 


be 
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Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 

Agromonas 

7 Agromonas 
izobiaceae; Agromonas. 
Agrobacterium 

6 Agrobacterium 

ae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 


ref |NR_025646.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


Afipia massiliensis 


199030 Bacteria_16S 
orbiscindens stra 
Firmicu 
199030 Bacteria_16S 
arabaticum strain 
arabaticum Bacter 
199030 Bacteria_16S 


Bacteria; 


strain BAL-1 16S 


Chrysiogenetes; C 
199030 Bacteria_16S 
marinus strain MH 
Proteob 


Bacteria; 


199030 Bacteria_16S 
favisporus strain 
Firmicu 


Bacteria; 


199030 Bacteria_16S 
contaminans strai 
contaminans Bacte 
199030 Bacteria_16S 


hydrogeniphilus s 


hydrogeniphilus B 
199030 Bacteria_16S 


Bacteria; Proteob 


199030 Bacteria_16S 


gasicomitatum str 


acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
433413 433342 12 83 gi|265678766|ref|NR_029071.1| Paenibacillus 
GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
526819 526748 12 83 gi|265678701|ref|NR_029006.1| Anoxybacillus 
n R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
620932 620854 1 80 gi|265678638|ref|NR_028943.1| Caminibacter 
train AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
acteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
814759 814700 12 71 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
857177 857106 12 83 gi|265678474|ref|NR_028777.1| Leuconostoc 
ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 


gasicomitatum LMG 
199030 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


199030 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


199030 Bacteria_16S 
kuenenii strain J 


Bacteria; Proteob 


199030 Bacteria_16S 


strain JB-A2 16S 
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strain T7 16S rib 
Firmicutes; Bacil 


199030 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


199030 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


199030 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


199030 Bacteria_16S 


psychrophilus str 
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199030 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


199030 Bacteria_16S 
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199030 Bacteria_16S 
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tes; Clostridia; Clostridiales; 
107189 107122 12 79 gi 
Firmicutes; Clostridia; 
131584 131533 2 53 
ribosomal RNA, complete sequence 
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gi 


342138 342079 12 71 gi 
-110 16S ribosomal RNA, partial sequence 


863349 863290 12 71 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; 
901213 901154 12 71 gi 
AL7 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
998485 998426 12 71 gi 
B-Al 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
1001517 1001458 12 71 
ribosomal RNA, partial sequence 


gi 


gi 


1009012 1008941 12 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1030305 1030246 12 71 


83 gi 


gi 


1127106 1127023 2 85 gi 
16S ribosomal RNA, partial sequence 

acteria; Deltaproteobacteria; 
1220807 1220736 12 83 gi 
bacillales; 
1285526 1285455 12 83 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; 
1287083 1287012 12 83 gi 
in YKJ-101 16S ribosomal RNA, partial 


1323597 1323526 12 83 gi 
p- dysgalactiae strain ATCC 43078 16S 


Thiotrichales; 
265678379 


Thiotrichales; 
265678377 
1000320 10017 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
265678372 
1007814 10092 


n I78 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotrichales; 
253680772 


265679048 
in 265 16S ribosomal RNA, partial sequence 22677 
Clostridiaceae; 

265678991 
Z-7288 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


ref |NR_029356.1 

24226 
Clostridium. 
ref |NR_029299.1 


ref 


NR_029283.1 


ref |NR_029135.1 


106000 107471 
Halobacteroidaceae; 
265678975 
130392 131902 Chrysiogenes 
hrysiogenales; Chrysiogenaceae; Chrysiogenes. 

265678830 


Clostridium 


Clostridium orbiscindens 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Chrysiogenes arsenatis 


arsenatis Bacteria; 


Hydrogenovibrio 


340936 342344 Hydrogenovibrio marinus 


265678470 

862181 86365 
Erysipelotrichaceae; 
265678444 


90001 


99729 


265678358 


10291 


11259 


219878362 
6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofustis. 
219846054 
sequence 
Jeotgalicoccus. 
219846053 
sequence 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 
228715345 
ribosomal 


ref |NR_028773.1 
Bulleidia. 


ref |NR_028746.1 


ref|NR_028681.1 


ref |NR_028679.1 


ref |NR_028674.1 


ref|NR_028660.1 


05 1030582 Thiom 


cE 
Piscirickettsiaceae; 


ref|NR_028020.1 


ref|NR_025501.1 


ref|NR_025644.1 
1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref 
RNA, 


NR_027517.1 


partial sequence 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Thioalkalimicrobium 


3 901506 Thioalkalimicrobium sibiricum 
Piscirickettsiaceae; Thioalkalimicrobium. 


Thiomicrospira 


1 998749 Thiomicrospira kuenenii 
Piscirickettsiaceae; 


Thiomicrospira. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 
Thiomicrospira. 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Syntrophobacter 


86 1127376 Syntrophobacter wolinii 
Syntrophobacterales; Syntrophobacteraceae; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Streptococcus 
1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


199030 Bacteria_16S 


obscurus DSM 4316 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


199030 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


Streptococcus. 
1345038 1344967 2 73 gi 
0 16S ribosomal RNA, partial sequence 


1361638 1361571 2 
10331 16S ribosomal RNA, 


69 gi 


; Acidimicrobium. 


199030 Bacteria_16S 


1632608 1632549 12 71 


gi 


228721038 


13438 


omycetales 
228719712 
complete sequence 13604 


a; Actinobacteria; Acidimicrobidae; Acidimicrobiales; 


219878455 


ref|NR_027601.1 
; Frankineae; 


ref|NR_027584.1 


ref|NR_025594.1 


Geodermatophilus 


50 1345331 Geodermatophilus obscurus DSM 
Geodermatophilaceae; 


Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 
Acidimicrobineae; 


Erysipelothrix 


inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 


199030 Bacteria_ 


strain 4-1 16S ri 
Bacil 


Firmicutes; 
199030 Bacteria_ 


xylanivorans stra 
xylanivorans Bact 
199030 Bacteria_16S 
azoreducens strai 
Firmicu 
199030 Bacteria_16S 


Bacteria; 
strain LMG 18419 


Firmicutes; 


Proteobacteria; 


Chondromyces. 


199030 Bacteria_16S 
KMM 3909 16S ribo 


Flavobacteria; Fl 


199030 Bacteria_16S 


strain IH003 16S 
Firmicutes; 


199030 Bacteria_16S 2186697 2186627 12 83 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

199030 Bacteria_16S 2197311 2197240 12 83 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 2250377 2250306 12 83 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

199030 Bacteria_16S 2251902 2251831 12 83 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

199030 Bacteria_16S 2405174 2405103 12 83 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 


strain MT-1077 16 
Firmicutes; Lacto 


199030 Bacteria_16S 


strain DSM5578 16 
Firmicutes; Lacto 


199030 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


199030 Bacteria_16S 


aerophilum strain 
Bacteria; Proteob 


199030 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


199030 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


199030 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


199030 Bacteria_16S 


holothuriorum str 
holothuriorum Bac 
Salegentibacter. 


199030 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


Bacil 
199030 Bacteria_16S 
strain Cm al3 16S 
D 
199030 Bacteria_16S 
lanuginosus strai 
lanuginosus Bacte 


Lacto 


16S 1685938 1685867 12 83 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
16S 1734788 1734717 12 83 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1915565 1915494 12 83 gi 
16S ribosomal RNA, partial seque 
Bacillales; Paenibacillaceae; Pae 
1943039 1942968 12 83 gi 


gi 


n CM1 
tes; 


lales; Paenibacillaceae; Paenibacillus 
1982659 1982576 2 84 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
1984244 1984161 2 84 gi 
n Sy t2 16S ribosomal RNA, partial seq 


ria; Proteobacteria; Deltaproteobacter 


2097334 2097252 2 84 gi 
avobacteriales; Flavobacteriaceae; Mes 
2177639 2177568 12 83 gi 
ribosomal RNA, partial sequence 


bacillales; Leuconostoc. 


S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
2419110 2419039 12 83 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420665 2420594 12 83 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2469126 2469067 12 71 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2473614 2473559 16 71 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; 


Lactobacil 


gi 


gi 


ce 
ha 


Syntrophobacterale 
2648424 2648365 12 71 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


Ss; 


qu 


, 


2669262 2669195 2 69 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 

2691877 2691795 2 84 gi 
ain KMM 3524 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 


ue 
in 


1 
la 


2697693 2697622 12 83 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 


eq 
ac 


199030 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


199030 Bacteria_16S 


2964428 2964357 12 83 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 


Streptococ 


nc 
ni 


ng 


nce 
les; 


e 


nce 


’ 


ia. 


lus. 


24 
les; 


Synt 
ence 


Thiot 


nce 
omyce 


seque 
vobac 


uence 
eae; 


cus. 


3013120 3013061 12 71 gi 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 


219878418 
1684753 16861 


219878385 
ue 
ia Lac 
219878252 
19143 
bacillus 
219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878207 
1981436 19829 
iineae; 
219878206 
ue 
ia; Myxoco 
219878124 
somal RNA, partial sequence 2096154 2097581 Meson 
on 
219857615 
2176454 21779 


2403965 24054 


219857447 
2417916 24194 


219857446 
2419471 24209 


219857404 


679 
Pis 


219857401 
2472404 24737 


rop 


219857226 


ric 


219857211 


tal 


219857195 


nce 


teri 


219857190 


Ano 


219856814 
2963222 29647 


ref|NR_025557.1 


ref|NR_025524.1 

1733638 17350 
hnospiraceae; P 
ref|NR_025391.1 
61 1915860 Paeni 
ref|NR_025372.1 
47 Paenibacillus 


ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; 
ref|NR_025345.1 
1983024 198455 
ccales; Sorangi 


ref 
iaa 


NR_025263.1 
lgae Bacter 


ref |NR_025204.1 


86 Lactobacillus 


ref|NR_025035.1 


ref |NR_025034.1 


ref|NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref |NR_024989.1 


haceae; Smithell 
ref|NR_024854.1 

2647248 264867 
hales; Piscirick 


NR_024839.1 
2668117 266958 
Pseudonocard 


NR_024823.1 
1 
s; Flavobact 
NR_024818.1 
0 


NR_024633.1 
20 Streptococcus 


219846915 


7 
s 


b 


i 


i 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 

Paenibacillus 
acillus azoreducens 


cookii Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


a; Bacteroidetes; 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


kimchii Bacteria; 


, 


a. 
Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Salegentibacter 
7 Salegentibacter 
eriaceae; 
Anoxybacillus 


1 Anoxybacillus 


canis Bacteria; 


ref|NR_026507.1 
3011945 301344 


Marmoricola 
1 Marmoricola 


Paenibacillus cookii 


Chondromyces robustus 
robustus Bacteria; 
Cc 


Mesonia algae strain 


Leuconostoc gelidum 
20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Smithella propionica 
74 Smithella propionica Bacteria; 


Streptococcus canis 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; Marmoricola. 


199030 Bacteria_16S 3200799 3200728 2 73 gi| 219846788 |ref 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

199030 Bacteria_16S 3447086 3447007 2 81 gi| 219846612 |ref 


strain DSM 6836 1 
Firmicutes; Clostridia; 
199030 Bacteria_16S 

strain NCFB 2890 
Firmicutes; Lactobacillales; 
199030 Bacteria_16S 3815061 3814979 2 


Clostridiales; Clostridiaceae; Cl 


3614695 3614624 12 83 gi 


Carnobacteriaceae; Alloioc 
84 gi 


oc 


6S ribosomal RNA, partial sequence 3445905 34473 


219846496 
16S ribosomal RNA, partial sequence 3613485 36150 


219846353 


ostridium. 


ref 


cus. 
ref 


09 Alloiococcus 


NR_026380.1 
31996 
Actinomycet 


NR_026204.1 


NR_026088.1 


NR_025944.1 


1 
a 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Salegentibacter 


salegens strain DSM 5424 16S ribosomal RNA, partial sequence 3813879 3815349 Salegentibacter 
salegens Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
199030 Bacteria_16S 3825812 3825750 10 72 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 

199030 Bacteria_16S 3839304 3839245 12 aL gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

199030 Bacteria_16S 3861983 3861916 12 79 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

199030 Bacteria_16S 3986905 3986823 2 84 gi|219846234|ref|NR_025824.1| Gramella echinicola 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 3987155 Gramella echinicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 

199030 Bacteria_16S 3991351 3991269 2 84 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pibocella. 

199030 Bacteria_16S 3992847 3992765 2 84 gi|219846230|ref|NR_025820.1| Salegentibacter 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 3991660 3993097 Salegentibacter 
mishustinae Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
199030 Bacteria_16S 3994306 3994235 12 83 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 


strain GS5-97 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
199030 Bacteria_16S 4033595 4033524 2 73 gi 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
199030 Bacteria_16S 4085048 4084981 2 69 gi 
pratensis strain F31 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Betaproteobacteria; Methyloph 


al 


e 
il 


3993148 39945 


219846201 


219846163 


ref 
40324 
es; Glycomyc 
ref 
40838 


ales; Methyl 


199030 Bacteria_16S 4193326 4193247 2 81 gi 
strain ATCC 29799 16S ribosomal RNA, partial sequence 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; 
199030 Bacteria_16S 8653 8579 10 83 gi 
strain V2 16S ribosomal RNA, partial sequence 7488 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 
199030 Bacteria_16S 63289 63215 10 83 gi 
strain IS 123 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
199030 Bacteria_16S 90242 90160 2 84 gi 
hveragerdense strain JSP 16S ribosomal RNA, partial seq 
hveragerdense Bacteria; Thermodesulfobacteria; Thermode 
Thermodesulfobacterium. 

199030 Bacteria_16S 261280 261206 10 83 
strain I66 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
199030 Bacteria_16S 273372 273298 10 83 gi 
CFN 42 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobi 
199030 Bacteria_16S 318904 318830 10 83 gi 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, part 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteo 
199030 Bacteria_16S 353955 353881 10 83 gi 
strain 941 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
199030 Bacteria_16S 355414 355340 10 83 
strain AS130 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
199030 Bacteria_16S 528380 528314 2 68 gi 
aerosaccus strain G 16S ribosomal RNA, partial sequence 


Bact 


bi 


ue 
su 


gi 


bi 


um 
ia 


ba 


Hyphomi 


gi 


mi 


219846080 


265679058 


265679022 


62180 


265679003 


265678887 
260171 26154 


265678878 
272240 273697 Rhizo 


265678848 


265678821 


352821 35423 


265678820 
354284 35569 


265678700 


ref 
41921 
eroidaceae; 
ref 
8910 
llaceae; 
ref 
63541 
Rhizo 
ref 


aceae; 


nce 
lfobacterial 
ref 


hizo 
ref 


aceae; R 


teri 
ref 


/Agrobac 


1 sequen 
cteria; Rhiz 
ref 
crobiaceae; 
ref 
crobiaceae; 
ref 


73 4085273 Methy 


39 4193621 Bacte 


89036 


bium etli B 


ce 317746 3 


NR_025791.1 


ineae; 
NR_025753.1 
1 
ophilaceae; 
NR_025670.1 


Bacteroides. 
NR_029366.1 


tonella. 
NR_029330.1 


bium/Agrobac 
NR_029311.1 

90489 
Thermod 


es; e 


NR_029195.1 


bium/Agrobac 
NR_029184.1 
acter 
um group; Rh 
NR_029153.1 
19177 
obiales; Bar 
NR_029126.1 


Rhodoplanes. 
NR_029125.1 


Rhodoplanes. 


r 


94 Geobacillus tepidamans Bacteria; 


Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 
Glyco. 


mycetaceae; Glycomyces. 
Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Bacteroides capillosus 
oides capillosus 


Bartonella grahamii 


Bartonella grahamii Bacteria; 
Bar 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


NR_029005.1 


Enhydrobacter 


527192 528675 Enhydrobacter aerosaccus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 


199030 Bacteria_16S 


strain SCII24 16S 


678658 678584 10 83 
ribosomal RNA, partial sequence 


gi 


265678597 
677507 67890 


ref|NR_028902.1 
4 Ochrobactrum 


Ochrobactrum tritici 
tritici Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

199030 Bacteria_16S 698246 698188 11 69 gi|265678584|ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

199030 Bacteria_16S 794724 794650 10 83 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
199030 Bacteria_16S 807053 806971 2 84 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 


thermophilum stra 


thermophilum Bacteria; 
Thermodesulfobacterium. 
199030 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


in 7 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; Thermodes 


834600 834542 10 68 gi 
train Barker I 16S ribosomal RNA, part 


acteria; Proteobacteria; Alphaproteobacteria; 


80584 


ulfobacter 


265678490 
ial sequence 833445 83489 
Sphingomonadales; 


2 807361 Thermodesulfobacterium 
iales; Thermodesulfobacteriaceae; 


ref |NR_028793.1 


6 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


199030 Bacteria_16S 836102 836044 10 68 gi|265678489|ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

199030 Bacteria_16S 1025776 1025702 10 83 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 1026037 Rhizobium yanglingense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
199030 Bacteria_16S 1069856 1069798 11 69 gi| 265678331 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 10701 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
199030 Bacteria_16S 


vladivostokensis 
vladivostokensis 
Vitellibacter. 


199030 Bacteria_16S 


strain R 16S ribo 


fever group. 


199030 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


199030 Bacteria_16S 


temperatum strain 
temperatum Bacter 


199030 Bacteria_16S 


diazotrophicus st 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter 


199030 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


199030 Bacteria_16S 


strain M1063U/93 
Proteobacteria; 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


199030 Bacteria_16S 


strain SO2 16S ri 


1072852 1072783 2 71 


gi 


aulobacter 
265678329 


strain KMM 3516 16S ribosomal RNA, partial seque 


Bacteria; Bacteroidetes; Flavobacteria; 


1130116 1130058 10 68 gi 


1196776 1196726 2 52 gi 
2809 16S ribosomal RNA, partial sequence 
eferribacteres; Deferribacterales; Def 
1243581 1243507 10 83 gi 


ia; Proteobacteria; Alphaproteobacteri 
1354097 1354031 2 68 gi 
rain PAl 5 16S ribosomal RNA, partial 


a; 


1369200 1369118 2 
RS-1 16S ribosomal RNA, 


84 gi 
complete sequ 


1431161 1431099 10 72 


gi 


1485855 1485781 10 83 gi 
in A-1BS 16S ribosomal RNA, partial sequ 
eria; Proteobacteria; Alphaproteobacteri 


1487368 1487294 10 83 
bosomal RNA, partial sequence 


gi 


Flavobac 


253680770 
somal RNA, partial sequence 1128958 1130397 Ricke 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


228715574 


11955 


erribacter 
219878114 
SDW 018 16S ribosomal RNA, partial sequence 


Rhizobi 


228720330 
sequence 
teobacteri 


228718692 
ence 13679 
acteria; Deltaproteobacteria; Desulfovibrionales 
224581435 
16S ribosomal RNA, partial sequence 1429972 14314 
Gammaproteobacteria; Pasteurellales; Pa 
199030 Bacteria_16S 


steurellac 
219857250 

ence 

a; 


Rhizo 


219857235 
1486230 14876 


Rhizobium/Agrobac 


terium group; Rhizobium. 
ref |NR_028633.1| Brevundimonas nasdae 
33 Brevundimonas nasdae Bacteria; 

aceae; Brevundimonas. 

ref |NR_028631.1| Vitellibacter 

nce 1071687 1073086 Vitellibacter 
teriales; Flavobacteriaceae; 
Rickettsia rickettsii 
Bacteria; 
Rickettsia; 


ref 
ttsi 
R 


NR_028018.1 
a rickettsii 
ickettsieae; spotted 
ref |NR_027535.1| Denitrovibrio 
65 1197080 Denitrovibrio acetiphilus DSM 
aceae; Denitrovibrio. 
ref|NR_025253.1| Mesorhizobium 
1242462 1243864 Mesorhizobium 
ales; Phyllobacteriaceae; Mesorhizobium. 
ref|NR_027591.1|] Gluconacetobacter 

1352934 1354418 Gluconacetobacter 
a; Rhodospirillales; Acetobacteraceae; 
Desulfovibrio 
ovibrio magneticus RS-1 
; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 
eae; Phocoenobacter. 
ref|NR_024880.1| Mesorhizobium 

1484704 1486179 Mesorhizobium 
biales; Phyllobacteriaceae; 


ref|NR_027575.1 
77 1369516 Desulf 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
199030 Bacteria_16S 1493421 1493347 10 83 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

199030 Bacteria_16S 1515812 1515738 10 83 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

199030 Bacteria_16S 1580756 1580682 10 83 gi|219878491|ref|NR_025251.1| Sinorhizobium 
americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 1581060 Sinorhizobium 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Sinorhizobium/Ensifer group; Sinorhizobium. 

199030 Bacteria_16S 1742456 1742394 10 72 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 


thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Anaerobiospirillu 


mM. 


1741287 1742780 Anaerobiospirillum 
Succinivibrionaceae; 


199030 Bacteria_16S 
saxobsidens strai 
saxobsidens Bacte 


Blastococcus. 


199030 Bacteria_16S 
asaccharovorans s 
asaccharovorans B 


Chelatococcus. 


199030 Bacteria_16S 
strain LUH4616 16 
G 
199030 Bacteria_16S 
schindleri strain 
schindleri Bacter 
199030 Bacteria_16S 


Proteobacteria; 


chacoense strain 
Bacteria; 


Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurell 
199030 Bacteria_16S 2065170 2065101 2 71 gi| 219878147 |ref|NR_025286.1 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
199030 Bacteria_16S 2075897 2075823 10 83 gi|219878139|ref|NR_025278.1 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 20762 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
199030 Bacteria_16S 2085150 2085076 10 83 gi|219878133|ref|NR_025272.1 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 20854 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
199030 Bacteria_16S 2098785 2098711 10 83 gi| 219878123 |ref|NR_025262.1 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 209908 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phylloba 
Nitratireductor. 

199030 Bacteria_16S 2221490 2221416 10 83 gi| 219857585 |ref|NR_025173.1 
strain 7d 16S ribosomal RNA, partial sequence 2220358 22217 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
199030 Bacteria_16S 2245705 2245631 10 83 gi| 219857569 |ref|NR_025157.1 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizob 


Bacteria; Proteob 


Rhizobium. 


199030 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


199030 Bacteria_16S 


australiense stra 
australiense Bact 
Propionibacteriac 


199030 Bacteria_16S 


strain IBS 325 16 


Proteob 
199030 Bacteria_16S 
strain LUH 3792Ty 
Proteob 
199030 Bacteria_16S 
strain 95Al1 16S r 


1789211 1789141 2 72 gi 
n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


1868627 1868553 10 83 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


1873207 1873141 2 68 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1888654 1888588 2 68 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1890134 1890060 10 83 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1914027 1913961 2 68 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1962864 1962802 10 72 gi 
ibosomal RNA, complete sequence 


gi 


a; 
2 


le 


na 


S ribosomal RNA, partial sequence 


219878343 
ue 
Actinomyc 


219878289 
eq 
ct 


219878286 
1872026 18734 
axellace 
219878273 
qu 


or 


219878253 


acteria; Alphaproteobacteria; Rhizobiales; Rhizo 

2358135 2358065 2 72 gi| 219857489 

16S ribosomal RNA, partial sequence 23569 

acteria; Actinobacteridae; Actinomycetales; Prop 

2359651 2359581 2 72 gi| 219857488 

in LCDC-98A072 16S ribosomal RNA, partial sequen 

eria; Actinobacteria; Actinobacteridae; Actinomy 
eae; Propionibacterium. 

2396061 2395987 10 83 gi| 219857463 


2394935 23963 


nce 


uence 
eria; 


ence 


18889 
s; Phyll 
19128 
dales; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
199030 Bacteria_16S 2606944 2606862 2 84 gi| 219857264 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 26057 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
199030 Bacteria_16S 2623882 2623808 10 83 gi| 219857249 
strain ACCC 19665 16S ribosomal RNA, partial sequence 26227 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
199030 Bacteria_16S 2708434 2708353 1 83 gi| 219857183 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Camp 
Hydrogenimonas. 

199030 Bacteria_16S 2711320 2711251 2 71 gi|219857181 


Bacteroidetes; Fl 


strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 27115 
avobacteria; Flavobacteriales; Flavobacteriaceae 
2771236 2771170 2 68 gi| 219857137 


199030 Bacteria_16S 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 27715 


Actinobacteria; A 


199030 Bacteria_16S 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Coryne 


bacterin 


2899204 2899134 2 72 gi 


219856857 


Rhi 


Pseudomonad 
219878272 


M 
219878220 
1961654 19631 


ref|NR_025482.1 
1788037 178951 
etales; 


NR_025428.1 
5 
iales; Beije 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025359.1 


biaceae; Rhizobi 
ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 
ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 
ref|NR_025051.1 
Bartonella. 
ref|NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref|NR_024811.1 

2707242 270866 
ylobacterales; H 


ref|NR_024809.1 
47 Cellulophaga 
; Cellulophaga. 
ref|NR_024765.1 


eae; Nocardiacea 


Frankine 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Acinetobacter parvus 
parvus Bacteria; 
r. 

Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 

Mesorhizobium 
izobium chacoense 
esorhizobium. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
a. 


Cellulophaga baltica 


baltica Bacteria; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Xanthobacter viscosus 


41 Xanthobacter viscosus Bacteria; 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Hydrogenimonas 

3 Hydrogenimonas 
ydrogenimonaceae; 


Cellulophaga pacifica 


pacifica Bacteria; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 


ref |NR_024676.1 


Micropruina 


2898036 2899473 Micropruina glycogenica 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Micropruina. 
199030 Bacteria_16S 
larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 
199030 Bacteria_16S 
multiseptatus str 
multiseptatus Bac 
Geodermatophilaceae; 
199030 Bacteria_16S 
sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 
199030 Bacteria_16S 
dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 
199030 Bacteria_16S 
strain ORS 992 16 


199030 Bacteria_16S 
plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 
199030 Bacteria_16S 
strain TagT2C 16S 


199030 Bacteria_16S 
autotrophicus str 
Bacteria; Proteob 
199030 Bacteria_16S 
strain 301 16S ri 


199030 Bacteria_16S 
claviforme strain 
claviforme Bacter 
Streptosporangiaceae; 
199030 Bacteria_16S 


xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 34326 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinob 
Corynebacterium. 
199030 Bacteria_16S 
radioresistens DS 
Bacteria; Proteob 
199030 Bacteria_16S 
DSM 2403 16S ribo 
Proteobacteria; G 
199030 Bacteria_16S 
strain DSM 6964 1 
Proteobacteria; G 
199030 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 
199030 Bacteria_16S 
baumannii strain 

baumannii Bacteri 
199030 Bacteria_16S 

capsulatus strain 216 
Bacteria; Proteob 
199030 Bacteria_16S 
strain LMG 7837 1 


eria; 


Sinorhizobium. 
199030 Bacteria_16S 
strain USDA 1844 


199030 Bacteria_16S 
strain H152 16S r 


199030 Bacteria_16S 


cteria; 


acteria; 


2994864 2994790 10 


n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 


3011572 3011502 2 


ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
Modestobacter. 


3051078 3051004 10 


rain ThAcOl 16S ribosomal RNA, partial 
Deltaproteobac 


Proteobacteria; 


3057240 3057178 10 


train 0554 16S ribosomal RNA, partial 
Gammaproteoba 


Proteobacteria; 


3076620 3076546 10 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


3132232 3132158 10 


n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


3240091 3240017 10 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


3308280 3308206 10 


ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


3309742 3309668 10 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


3369159 3369101 12 


DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


Streptosporangium. 
3433796 3433730 2 


3437990 3437924 2 


M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


3439500 3439434 2 


somal RNA, partial sequence 3438312 3439771 Aci 
ammaproteobacteria; Pseudomonadales; Mor 


3441009 3440943 2 


6S ribosomal RNA, partial sequence 3439822 344 
ammaproteobacteria; Pseudomonadales; Mor 


3442519 3442453 2 


in DSM 6962 16S ribosomal RNA, 


Proteobacteria; 


3444028 3443962 2 


DSM 30007 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria; 


3578029 3577955 10 
16S ribosomal RNA, 


3604128 3604054 10 


6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


3646374 3646300 10 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


3657029 3656955 10 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


3680042 3679984 10 


Gammaproteobacte 


complete seque 
acteria; Alphaproteobacteria; Rhizobia 


83 219846927 
quence 
ia; 


gi 


72 219846916 
equence 


e; 


gi 


84 219846888 
sequence 


teria; 


gi 


72 219846884 
sequence 


ct 


gi 


83 gi|219846871 
biaceae; 
219846834 
sequence 
ia 


83 gi 


’ 


83 gi|219846761 
3238968 32403 
ob 
219846716 
ence 33071 
les; 
gi|219846715 
3308619 33100 
ob 
219846671 
sequence 

Ac 


83 gi 


83 


70 gi 


68 gi|219846621 


ales; Cory 


68 219846618 
ence 34368 
nadales; 
219846617 
ne 
axellace 
219846616 
12 
axellace 
219846615 
e sequence 
ria; Pse 


gi 


68 gi 


68 gi 


68 gi 


complet 


219846614 
sequence 

; Pseudomo 
219846524 
nce 35769 
les; Brady 
219846504 


68 gi 
complete 


83 gi 


83 gi 


biaceae; S 


83 gi|219846474 
aceae; R 
gi|219846467 
3655877 36573 
biaceae; R 


83 


68 


Rhizob 


Actinomycet 


Des 


eria; Ae 


3075492 30769 


Rhizob 


acterace 


Xanthobac 


acterace 


tinomyce 


Morax 


udomon 


ref|NR_026519.1 
2993732 29951 
iales; Rhizobia 


ref|NR_026508.1 
3010413 30118 
ales; Frank 


ref|NR_026480.1 


ulfovibrionales; 


ref |NR_026476.1 


romonadales; 


ref|NR_026463.1 
bium/Agroba 
NR_026426.1 
131100 313253 
iales; Phylloba 


ref 


w 


ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacte 
ref|NR_026308.1 
57 3308568 Xanth 
teraceae; X 
ref|NR_026307.1 
30 Xanthobacter 
ae; Xanthobacte 
NR_026263.1 
3368004 336944 
tales; Streptos 


ref|NR_026213.1 


nebacterineae; C 
ref|NR_026210.1 
03 3438261 Acinet 
ellaceae; Ac 
NR_026209.1 
cter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
adales; Mor 


ref 
toba 


ref |NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026066.1 


hizobium/Agrobac 
ref|NR_026059.1 


hizobium/Agrobac 


gi|219846451 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 


6 
c 


9 
i 


3049889 305136 


3056079 305754 
Suc 


Cc 


c 


Oo. 
a 


Pp 


Agrobacterium 
8 Agrobacterium 
eae; 


Modestobacter 
4 Modestobacter 
neae; 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Succinivibrio 
1 Succinivibrio 


cinivibrionaceae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
Rhizo 


terium group; Rhizobium. 
Mesorhizobium 

6 Mesorhizobium 
teriaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 
L 


Xanthobacter 
bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Corynebacterium 


26 3433942 Corynebacterium xerosis 


orynebacteriaceae; 


Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

r. 
Acinetobacter junii 
junii Bacteria; 

r. 
Acinetobacter 
0 Acinetobacter 


axellaceae; 


Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Blastobacter 

bacter capsulatus 
astobacter. 
Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 


ref|NR_026042.1 
3678896 368032 


Rickettsia 
3 Rickettsia 


aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


Rickettsia; spotted fever group. 

199030 Bacteria_16S 3684453 3684379 10 83 gi| 219846448 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 
199030 Bacteria_16S 3699575 3699502 10 83 gi| 219846437 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 36983 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
199030 Bacteria_16S 3793787 3793718 2 71 gi| 219846368 
franzmannii strain 301 16S ribosomal RNA, partial sequence 37926 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
199030 Bacteria_16S 3801285 3801211 10 83 gi| 219846362 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 38015 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
199030 Bacteria_16S 3808856 3808806 1 SL gi|219846357 
helveticus strain D5248 16S ribosomal RNA, partial sequence 38076 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterale 
199030 Bacteria_16S 3840817 3840747 2 72 gi| 219846335 
aggregatus strain B15 16S ribosomal RNA, partial sequence 38396 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal Fran 
Blastococcus. 
199030 Bacteria_16S 3846906 3846848 10 68 gi 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete s 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacte 
Rickettsia; spotted fever group. 

199030 Bacteria_16S 3848396 3848338 10 68 gi 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Ricketts 
spotted fever group. 

199030 Bacteria_16S 3894363 3894289 10 83 gi| 219846299 
strain F9251 16S ribosomal RNA, partial sequence 3893217 38946 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
199030 Bacteria_16S 3941216 3941142 10 83 gi| 219846265 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 39414 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
199030 Bacteria_16S 3967993 3967919 10 83 gi| 219846247 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
199030 Bacteria_16S 3976736 3976678 11 69 gi|219846241 
strain IAM 13153 16S ribosomal RNA, complete sequence 39756 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; M 
199030 Bacteria_16S 3978223 3978165 10 68 gi| 219846240 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospir 
Rhodospirillum. 
199030 Bacteria_16S 3980889 3980815 10 83 gi| 219846238 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
199030 Bacteria_16S 4240150 4240076 10 83 gi|219846042 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 42390 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
199030 Bacteria_16S 4241609 4241535 10 83 gi|219846041 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 42404 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
199030 Bacteria_16S 11533 11492 10 51 gi| 265679056 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Des 
Desulfovibrio. 
199030 Bacteria_16S 38908 38835 10 83 gi 
strain Ekho Lake-162 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
199030 Bacteria_16S 66330 66269 12 73 gi 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 78303 78254 2 5x gi 
joergensenii strain B331 16S ribosomal RNA, partial seq 
joergensenii Bacteria; Proteobacteria; Deltaproteobacte 
Desulfospira. 


es; 


219846331 
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199030 Bacteria_16S 117960 117891 2 71 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

199030 Bacteria_16S 119471 119410 12 73 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

199030 Bacteria_16S 120972 120911 12 73 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
199030 Bacteria_16S 148191 148130 12 73 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

199030 Bacteria_16S 155941 155860 2 83 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 252452 252379 10 83 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

199030 Bacteria_16S 268854 268793 12 73 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

199030 Bacteria_16S 352494 352421 10 83 gi|265678823|ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

199030 Bacteria_16S 362929 362880 2 Si gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

199030 Bacteria_16S 364368 364295 10 83 gi|265678812|ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
199030 Bacteria_16S 382449 382376 10 83 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

199030 Bacteria_16S 390094 390033 12 73 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

199030 Bacteria_16S 397763 397702 12 73 gi|265678790|ref|NR_029095.1]| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

199030 Bacteria_16S 405499 405438 12 13 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

199030 Bacteria_16S 407059 406998 12 73 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

199030 Bacteria_16S 410123 410062 12 73 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 510122 510053 2 cat gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

199030 Bacteria_16S 579976 579907 2 74 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

199030 Bacteria_16S 592048 591980 2 70 gi| 265678658 |ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
199030 Bacteria_16S 608643 608574 2 vei gi|265678646|ref|NR_028951.1| Corynebacterium 
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Corynebacterineae; 


Octadecabacter 


76 1363364 Octadecabacter antarcticus 307 
Rhodobacteraceae; 


Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 
Rhodobacteraceae; 


Oceanicola. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


Thalassobacter 
0 Thalassobacter 


Rhodobacteraceae; 


Promicromonospora 
romonospora aerolata 


Promicromonosporaceae Hi 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


orangineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Defluvibacter 

ibacter lusatiensis 
efluvibacter. 
Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 
obacteraceae; 


ref|NR_025589.1 


Nocardiopsis aegyptia 


1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


199030 Bacteria_16S 


atypicum strain R2070 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
199030 Bacteria_16S 
strain R-8904 16S 


199030 Bacteria_16S 


1710488 1710419 2 


1711973 1711900 10 


1771251 1771182 2 


71 


83 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


ral 


gi|219878401 


gi|219878400 


gi|219878357 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 


felinum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


199030 Bacteria_16S 
capitovis strain 


1856434 1856365 2 


Corynebacteriaceae; Corynebacterium. 


199030 Bacteria_16S 
strain CCUG 41709 


199030 Bacteria_16S 
auriscanis strain 


1908057 1907996 12 


1953813 1953744 2 


Corynebacteriaceae; Corynebacterium. 


199030 Bacteria_16S 


urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
199030 Bacteria_16S 
strain CF-43 16S 


199030 Bacteria_16S 
phenolica strain 
Bacteria; 
199030 Bacteria_16S 
variabile strain 


1955290 1955229 12 


1959801 1959740 12 


1976434 1976357 2 


2031367 2031298 2 


Corynebacteriaceae; Corynebacterium. 


199030 Bacteria_16S 


strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
Flavobacteriaceae; 


Bacteroidetes; 
199030 Bacteria_16S 


Flavobacteria; 


2063646 2063578 2 


2236699 2236658 10 


FL 


CCUG 39779 16S ribosomal RNA, partial 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Act 


73 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


ae 


73 


73 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


79 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


74 


70 


Flavobacteriales; 


51 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219878297 
sequence 


gi 


gi|219878258 


gi|219878226 


CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; 


gi| 219878225 


gi| 219878222 


1958616 1960116 Arthrobacter 


gi| 219878211 


gi|219878175 


DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Act 


gi|219878148 


gi| 219857575 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 


thiodismutans Bacteria; 


Desulfonatronum. 
199030 Bacteria_16S 
strain 63287 16S 


199030 Bacteria_16S 


Proteobacteria; 


2300596 2300527 11 


2309744 2309687 12 


Deltaproteobacteria; 


79 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


69 


gi| 219857530 
2299447 23008 


gi| 219857523 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 


Actinobacteria; Actinobacteridae; Actinomycetales; 


199030 Bacteria_16S 


2311250 2311189 12 


73 


strain A290 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
199030 Bacteria_16S 


strain LMG S-19264 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
199030 Bacteria_16S 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
199030 Bacteria_16S 


2324968 2324899 2 


2333967 2333906 12 


2402091 2402030 12 


71 


73 


73 


gi| 219857522 
2310109 23115 


219857513 
23238 


gi 


219857507 
sequenc 


gi 


gi] 219857459 


kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 


kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
199030 Bacteria_16S 
pachnodae strain 


Xylanimicrobium. 
199030 Bacteria_16S 


2514251 2514190 12 


2530920 2530839 2 


73 


VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


83 


Actinomyc 


219857368 
25130 
Micr 


gi 


gi|219857357 


17093 


1710844 17122 


inomycetales; 


Actinomycetales; 


inomycetales; 


Desulfovibrionales; 


Streptosporangineae; 


Corynebacterineae; C 


Actinomycetales; 


ref|NR_025540.1 


ref |NR_025539.1 


ref|NR_025496.1 


ref 


NR_025436.1 


ref |NR_025397.1 


ref|NR_025365.1 


ref|NR_025364.1 


ref |NR_025361.1 


ref|NR_025350.1 


ref |NR_025314.1 
2030195 203163 


ref|NR_025287.1 
Cellulophaga. 
ref|NR_025163.1 

2235498 223697 


ref|NR_025118.1 


Bosea. 
NR_025111.1 


ref 


ref |NR_025110.1 


Thermomon 


ref|NR_025101.1 
67 2325209 Coryne 


ref|NR_025095.1 
e 2332775 233429 
Strept 


ref|NR_025047.1 
2400924 240237 
etales; Streptos 


ref |NR_024956.1 
94 2514560 Xylani 
ococcineae; 


ref |NR_024945.1 


Corynebacterium 


12 1710793 Corynebacterium atypicum 
Corynebacterineae; Corynebacteriaceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 
Loktanella. 


Corynebacterium 


1770072 1771486 Corynebacterium 
Corynebacterineae; 


Corynebacterium 


1855266 1856599 Corynebacterium 
Corynebacterineae; 


Actinomyces catuli 


1906868 1908267 Actinomyces catuli Bacteria; 
Actinomycetaceae; Actinomyces. 


Corynebacterium 


1952641 1954047 Corynebacterium 
Corynebacterineae; 


Actinomyces 


sequence 1954098 1955520 Actinomyces 
Actinomycetales; Actinomycineae; 


Arthrobacter albus 


albus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Desulfobacula 


1975215 1976722 Desulfobacula phenolica 
Desulfobacteraceae; 


Desulfobacula. 
Corynebacterium 
0 Corynebacterium 


Corynebacterineae; 


Cellulophaga fucicola 


fucicola Bacteria; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Actinomadura mexicana 


29 Actinomadura mexicana Bacteria; 
Streptosporangineae; 


osporaceae; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae H 


Clostridium gasigenes 


strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


Clostridiu 


mM. 


199030 Bacteria_16S 
strain O 16S ribo 


Spirochaetes; 


minutisporangium 


2577747 2577686 12 73 gi 


2579176 2579115 12 73 gi 


2655844 2655775 2 71 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

2694797 2694728 2 71 
ibosomal RNA, partial sequence 
rochaetales; 
2795376 2795295 2 83 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; 
2798301 2798240 12 73 gi 
strain IFO 15962 16S ribosomal RNA, pa 


gi 


Clostr 


oc 


oc 


s 
Ac 


se 
id 


rt 


219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 
strain I 16S ribo 


219857192 
2693690 26949 
Spirochaetaceae; Borrelia. 
219857120 
quence 
iales; 
219857118 
ial sequ 


occineae 
219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 
thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 
199030 Bacteria_16S 
strain IST7 16S r 
Spi 
199030 Bacteria_16S 
transvaalensis st 
transvaalensis Ba 
199030 Bacteria_16S 


occineae 
219857221 
equence 
tinomyce 


Cc 


ref 
lomo 
7 Ce 
ref 
lomo 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref |NR_024849.1 

2654667 265613 
tales; Corynebac 


ref|NR_024820.1 


ref |NR_024748.1 

2794179 279557 
lostridiaceae; 
ref|NR_024746.1 
ence 279714 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Corynebacterium 
8 Corynebacterium 
terineae; 


Borrelia turcica 


59 Borrelia turcica Bacteria; 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 


199030 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 


strain IFO 15616 


osporangiaceae; Cryptosporangium. 
2885707 2885634 10 83 gi| 219856866 
S ribosomal RNA, partial sequence 2884576 28858 
Sphingomonadales; Sphingomon 
2903780 2903719 12 73 gi| 219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
2978144 2978083 12 73 gi| 219846938 


199030 Bacteria_16S 
n A1201 16S ribosomal RNA, partial seq 


macrosporus strai 
mMacrosporus Bacte 
Streptomycetaceae 


199030 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partia 


histidinovorans s 
histidinovorans B 


199030 Bacteria_16S 


strain TAGA27 16S 


ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3088791 3088710 2 


’ 


83 gi 


Clost 
gi 


acteria; Firmicutes; Clostridia; 
3094721 3094660 12 73 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


199030 Bacteria_16S 


strain DSM 11603 


Proteobacteria; Alphapro 
199030 Bacteria_16S 


strain HK1 0089 1 


Actinobacteria; Actinoba 
199030 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


199030 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 
199030 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


199030 Bacteria_16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


199030 Bacteria_16S 


strain M408/89/1 


3097860 3097791 2 71 gi 
MMZ 2439 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3106756 3106683 10 
16S rib 


82 gi 
teobacteria; Rhizobiales; 
3133746 3133685 12 73 

6S ribo 


Phyll 
gi 


cteridae; Actinomycetales; Micr 
3148818 3148749 2 71 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


v 


3153404 3153343 12 
16S rib 


73 gi 
cteridae; Actinomycetales; Micr 
3176287 3176218 2 71 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3179381 3179312 2 71 
IBS B52218 16S ribosomal RNA, 


gi 
partial 


e; Corynebacterium. 


3202239 3202170 2 71 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 


199030 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


199030 Bacteria_16S 


3206701 3206632 2 71 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3208226 3208157 2 71 


gi 


a; Actinobacteria; Actinobacteridae; Act 


oc 


qu 
ti 


ob 


oc 


al 


oc 


s 


se 


ne 


ce 
al 


uence 
Actinomyc 


219846863 
1 sequence 
ridiales; 
219846859 
3093562 30950 
occineae 
219846857 
ence 
nomyceta 


219846851 
osomal RNA, partial sequence 3105629 31070 
acteriac 
219846 
somal RNA, partial sequence 3132587 31340 
occineae 
219846 


es; 


219846 
osomal RNA, partial sequence 3152235 31537 
occineae 
219846804 
equence 
Actinomyc 


219846802 
quence 
inomycet 


219846787 
16S ribosomal RNA, partial sequence 3201064 32024 


bacterin 


219846784 


es; 


219846783 


833 


823 
31476 
Cory 


820 


32055 
Cory 


ref |NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024673.1 
; Microbacteriac 
ref|NR_026530.1 

2976976 297845 
etales; Streptom 


NR_026455.1 
3087607 308909 
Clostridiaceae; 
ref|NR_026451.1 
; Micrococcaceae 
ref|NR_026449.1 

3096668 309807 
les; Corynebacte 


ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref|NR_026425.1 
; Dermacoccaceae 
ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


ref|NR_026412.1 


; In 
ref 


trasporangia 
NR_026396.1 
175122 317658 
etales; Coryneba 


Ww 


ref|NR_026394.1 
3178210 317953 
ales; Corynebact 


, 


ref |NR_026379.1 


eae; Corynebacte 
ref|NR_026376.1 
25 3207001 Coryne 


nebacterineae; C 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Streptomyces 

9 Streptomyces 

ycineae; 


Natronincola 
0 Natronincola 
Natronincola. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Corynebacterium 
1 Corynebacterium 
rineae; 


Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Corynebacterium 

0 Corynebacterium 

cterineae; 


Corynebacterium 
2 Corynebacterium 


erineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


ref|NR_026375.1 


Corynebacterium 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


199030 Bacteria_16S 3214199 3214130 2 ea gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

199030 Bacteria_16S 3215722 3215653 2 vg gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

199030 Bacteria_16S 3218822 3218773 1 50 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

199030 Bacteria_16S 3229358 3229309 19 68 gi|219846768|ref|NR_026360.1| Anaerococcus octavius 


strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
199030 Bacteria_16S 3250535 3250478 12 69 gi|219846754|ref|NR_026346.1 
strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 32508 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
199030 Bacteria_16S 3253533 3253472 12 73 gi|219846752|ref|NR_026344.1 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

199030 Bacteria_16S 3255030 3254969 12 73 gi|219846751|ref|NR_026343.1 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

199030 Bacteria_16S 3256538 3256477 12 73 gi|219846750|ref|NR_026342.1 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 325683 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 

199030 Bacteria_16S 3258051 3257990 12 73 gi|219846749|ref|NR_026341.1 
strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
199030 Bacteria_16S 3259563 3259502 12 73 gi|219846748|ref|NR_026340.1 
strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
199030 Bacteria_16S 3311249 3311188 12 73 gi| 219846713 |ref|NR_026305.1 


strain 1A-C 16S r 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 
citrea strain DSM 


Bacteria; Actinob 
Promicromonospora 


199030 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


199030 Bacteria_16S 


strain NCTC 10951 


3396348 3396287 12 73 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3399378 3399317 12 73 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3413185 3413124 12 73 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


199030 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


199030 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


199030 Bacteria_16S 


strain DZZM 328 1 


3416115 3416054 12 73 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3435154 3435085 2 71 gi 
CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


3436586 3436517 2 71 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 


199030 Bacteria_16S 


strain DSM 20541 


3457903 3457842 12 73 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 


protophormiae str 
protophormiae Bac 


3459397 3459336 12 73 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


199030 Bacteria_16S 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 


3467007 3466946 12 73 gi 


3310081 33114 


oc 
en 


al 


Ss 


no 


al 


qu 
in 


ne 


oc 


al 
e; 


219846648 


219846646 
Actinomyc 


219846636 


219846634 


219846620 


219846619 
6S ribosomal RNA, partial sequence 3435424 34367 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 


219846603 


; Bogoriellaceae 
ref |NR_026240.1 
98 3396650 Promic 
ococcineae; Prom 


occineae 


ce 33951 
es; Micr 


ref |NR_026238.1 
3398202 339968 
etales; Micrococ 


equence 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


34120 
mycineae 


34149 
es; Micr 
NR_026212.1 
3433993 343537 
es; Corynebacter 


ence 
omycetal 


ref|NR_026211.1 


bacterineae; Corynebacte 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
sequence 3458220 345969 


Actinomycetales; Microc 


occineae 


219846598 


octavius Bacteria; 
Anaerococcus. 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Georgenia muralis 


97 Georgenia muralis Bacteria; 


’ 


Georgenia. 

Promicromonospora 
romonospora citrea 
icromonosporaceae; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


’ 


Arthrobacter 


ref |NR_026190.1 
3465830 346730 


1 Arthrobacter 


nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


199030 Bacteria_16S 3482151 3482090 12 73 gi|219846588|ref|NR_026180.1| Actinomyces howellii 
strain NCTC 11636 16S ribosomal RNA, partial sequence 3480966 3482380 Actinomyces howellii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
199030 Bacteria_16S 3572042 3571973 2 71 gi|219846528|ref|NR_026120.1| Turicella otitidis 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 3572303 Turicella otitidis Bacteria; 
Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

199030 Bacteria_16S 3655549 3655476 10 83 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

199030 Bacteria_16S 3725167 3725106 12 73 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

199030 Bacteria_16S 3726628 3726567 12 73 gi|219846417|ref|NR_026008.1]| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

199030 Bacteria_16S 3728080 3728019 12 73 gi|219846416|ref|NR_026007.1| Actinomadura macra 


strain FD 25934 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

199030 Bacteria_16S 3729535 3729474 12 73 gi|219846415|ref|NR_026006.1 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 372981 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Thermomonosporaceae; Actinomadura. 

199030 Bacteria_16S 3732448 3732387 12 73 gi|219846413|ref|NR_026004.1 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

199030 Bacteria_16S 3736834 3736777 12 69 gi|219846410|ref|NR_026001.1 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 37371 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
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s 
ct 
3903470 3903409 12 73 gi 
ki 
3934011 3933942 2 71 
ibosomal RNA, partial sequence 
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ia; Bacteroidetes; Flavobacteria; Flav 


eq 
ob 


6S ribosomal RNA, partial sequence 3726957 372 


83 
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osporang 
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eria 1 


osporang 
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osporang 
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osporang 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
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osporang 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
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219846293 
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59 Actinomadura macra Bacteria; 
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coerulea Bacteria; 
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77 Nonomuraea recticatena Bacteria; 
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Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
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96 Borrelia miyamotoi Bacteria; 
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m. 
Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 


ref|NR_025795.1 
4026183 402770 


Desulfatibacillum 
6 Desulfatibacillum 


alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 


199030 Bacteria_16S 4062132 4062071 12 73 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
199030 Bacteria_16S 4095616 4095567 2 51 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

199030 Bacteria_16S 4165866 4165817 2 51 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

199030 Bacteria_16S 4218963 4218902 12 73 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

199030 Bacteria_16S 4226618 4226550 2 70 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

199030 Bacteria_16S 4229562 4229494 2 70 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
strain SW49 16S ribosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

199030 Bacteria_16S 4232602 4232529 10 83 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

199030 Bacteria_16S 110140 110080 12 72 gi|265678989|ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

199030 Bacteria_16S 124060 124000 12 72 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
199030 Bacteria_16S 139236 139176 12 72 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
199030 Bacteria_16S 140765 140705 12 72 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
199030 Bacteria_16S 317412 317356 12 68 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

199030 Bacteria_16S 368810 368750 12 72 gi| 265678809 |ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 374786 374726 12 72 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

199030 Bacteria_16S 467091 467031 12 72 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

199030 Bacteria_16S 554294 554234 12 72 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 565058 564998 12 72 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
199030 Bacteria_16S 599430 599370 12 72 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
199030 Bacteria_16S 600960 600900 12 72 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 631534 631474 12 72 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
199030 Bacteria_16S 648497 648437 12 ae gi|265678619|ref|NR_028924.1| Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


199030 Bacteria_16S 
melanosporofacien 
melanosporofacien 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 787117 787057 12 
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199030 Bacteria_16S 1098300 1098240 12 72 gi 
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scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Streptomycetaceae; Streptomyces. 
199030 Bacteria_16S 1125692 1125644 2 50 gi|224581403|ref 
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Bacteroidetes; Flavobacteria; Flavobacteriales; 
199030 Bacteria_16S 1131611 1131551 12 72 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
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Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexiba 
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199030 Bacteria_16S 1384292 1384220 12 84 gi|228716944|ref|NR_027557.1 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 13845 

Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 
199030 Bacteria_16S 1402275 1402215 12 72 gi|228715351|ref|NR_027523.1 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifso 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Microbacteriaceae; Leifsonia. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
199030 Bacteria_16S 1488914 1488854 12 72 gi|219857134|ref|NR_024762.1 
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strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


199030 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 
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199030 Bacteria_16S 
ain DSM 11118 16S ribosomal RNA, parti 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


199030 Bacteria_16S 
420/07 16S ribosomal RNA, partial seq 


herbarum strain P 
herbarum Bacteria 
Curtobacterium. 


199030 Bacteria_16S 


strain P 229/10 1 
Actinobacteria; A 


199030 Bacteria_16S 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


199030 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


Streptomyces. 


1593104 1593044 12 72 


gi 
romomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 


1594650 1594590 12 72 gi 


Streptomyces. 
1596197 1596137 12 


’ 


72 gi 


; Streptomyces. 


1597745 1597685 12 72 


gi 


1599293 1599233 12 72 gi 
us strain DSM 40595 16S ribosomal RNA, 


; Streptomyces. 


1600841 1600781 12 72 


gi 


1602389 1602329 12 72 gi 
oticus strain DSM 43156 16S ribosomal 
Streptomycetaceae; Streptomyces. 
1614443 1614383 19 79 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1626538 1626478 12 72 gi 
ia; Actinobacteria; Actinobacteridae; 
e; Arsenicicoccus. 
1661624 1661552 12 


83 gi 


teria; Firmicutes; Bacillales; 
1715027 1714979 2 50 gi 


Bacteroidetes; Sphingobacteria; 


1744007 1743947 12 72 


gi 


1812204 1812144 12 72 


gi 


Micrococcineae; Microbacteriaceae; 
1818376 1818328 2 50 gi 


teria; Bacteroidetes; Sphingobacteria; 


1821413 1821353 12 72 


gi 


; Actinobacteria; Actinobacteridae; Ac 


1822939 1822879 12 72 


gi 
ctinobacteridae; Actinomycetales; Micr 
1900953 1900893 12 72 gi 
DSM 12362 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

e; Ornithinimicrobium. 

1970344 1970288 12 68 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


199030 Bacteria_16S 


strain CCUG 35957 


2035922 2035862 12 72 gi 
16S ribosomal RNA, partial sequence 


Stre 


us Bacteria; Actinobacteria; Actinobac 


Stre 


Clostr 


R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Ac 


2 
1 
7 


pt 


RN. 


s 
cc 


ue 


go. 


ce 
al 
ib 
to. 
al 


s 


ue 
ti 


oc 
se 


Ac 


eq 
er 


pt 


p 
te 


219878483 
partial 
tinobact 


219878482 
LE: 
id 


ial 
ae; 


19878481 
sequence 
Actinomy 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 


omy 


219878477 


A, 


219878467 


idiales Fa 
219878459 
sequence 
Actinomyce 


219878434 


equ 
ace 


219878398 


nce 
bac 


219878378 


es; 


219878328 
osomal R 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Cur 


bac 


219878324 


se 
phi 


219878322 


nce 


219878321 
6S ribosomal RNA, partial sequence 1821775 18232 


occ 


219878263 
quence 
tinomyce 


219878215 
uence 


ia; 


219878171 


omycinea 
219878479 
artial s 
ridae; Actin 


nomyceta 


ref 
sequ 
erid 


ref 
ence 
nomy 


sequ 
Acti 


ref 
ceta 
ref 


e; S 
ref 
eque 


ref 
cineae; S 
ref 


partial s 


ref 
16132 
mily 
ref 


tale 


ref 
ence 
ae; Paeni 


ref 


P 


teriales; 
ref 
17428 
Streptos 
ref 
NA, 

terium. 
ref 
quenc 
ngobacter 
ref 
les; 
ref 
ineae; Mi 
ref 


tale 
ref 


Rhodospi 


1595032 15965 


77 Streptomyces 


73 Streptomyces 


v 


59 1614770 Helco 


1625384 16268 


1660434 16619 


1713828 17153 


31 1744318 Nocar 


e 1817180 18186 


1820242 18217 


1899804 19011 


1969231 19705 


NR_025622.1 
ence 159193 


NR_025621.1 
159348 
cetales; Str 


NR_025620.1 
2 
fo} 


les; Strept 


NR_025619.1 


treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 


NR_025617.1 
treptomyceta 


NR_025616.1 
equence 


NR_025606.1 
c 
XI. Incerta 
NR_025598.1 
5 
s; Micrococc 
NR_025573.1 
1 
sporosarcina 
NR_025537.1 
2 
Sphingobact 
NR_025517.1 
d 


porangineae; 


NR_025467.1 
partial sequ 


NR_025463.1 
6 
iales; Flexi 
NR_025461.1 
2 
Micrococcin 
NR_025460.1 


crobacteriac 
NR_025402.1 
0 
s; Micrococc 
NR_025354.1 
3 
h 


rillales; R 


ref 


ae; Actinomy 


Streptomycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Arsenicicoccus 

0 Arsenicicoccus 

ineae; 


Sporosarcina 
6 Paenisporosarcina 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


Curtobacterium 
ence 1811040 1812516 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Curtobacterium 
4 Curtobacterium 


eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


NR_025310.1 


Rothia nasimurium 


2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


199030 Bacteria_16S 2054620 2054560 12 72 gi 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, parti 
stelliscabiei Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 


199030 Bacteria_16S 2248808 2248748 12 72 gi 


luridiscabiei strain S63 16S ribosomal RNA, partial seq 
luridiscabiei Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 


199030 Bacteria_16S 2257996 2257936 12 72 gi 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 2361166 2361106 12 72 
strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 2362685 2362625 12 72 
strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 2512759 2512699 12 72 gi 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 2738531 2738464 2 69 gi 
troitsensis strain KMM 3674 16S ribosomal RNA, partial 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; 
199030 Bacteria_16S 2745902 2745842 12 72 
Al1-17B 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
199030 Bacteria_16S 2748718 2748658 12 72 gi 
strain Al1-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 2759269 2759221 2 50 gi 
agariperforans strain KMM 3525 16S ribosomal RNA, parti 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria 
Reichenbachiella. 
199030 Bacteria_16S 


gi 


gi 


gi 


2774308 2774248 12 72 gi 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27 


Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 2775846 2775786 12 72 
strain JCM 4662 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
199030 Bacteria_16S 2777385 2777325 12 72 gi 
albofaciens strain JCM 4342 16S ribosomal RNA, partial 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 2814930 2814870 12 72 
strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 2826984 2826924 12 72 gi 
strain IFO 12702 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
199030 Bacteria_16S 2831565 2831505 12 72 gi 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial s 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 2833103 2833043 12 72 gi 
strain IMC S-0802 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
199030 Bacteria_16S 2944767 2944707 12 72 gi 
brevicatena strain YU 720-21 16S ribosomal RNA, partial 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 
Sporichthya. 
199030 Bacteria_16S 2979676 2979616 12 72 gi 
thermolineatus strain A1484 16S ribosomal RNA, partial 
thermolineatus Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 3007150 3007090 12 72 
strain 801 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 3046528 3046468 12 72 gi 


Stre 
gi 


gi 


gi 


2360002 23614 
Micr 


2361525 23629 
Micr 


Stre 


Fla 


2744758 2746095 Ro 


2747544 27 


6S ribosomal RNA, partial sequence 2774670 27 


2813767 28152 


16S ribosomal RNA, partial sequence 2825825 28272 


3005987 30074 


219878155 
al sequenc 
e; 


219857567 
uence 
e; 


219857561 
sequence 
Actinomyc 


219857487 


occineae; 


oc : 


219857486 


ococcineae; 


219857369 
25115 
ptosporang 
219857162 
sequence 

vobacteria 
219857157 
thi 
ococcaceae 
219857155 
488 
ococcineae 
219857147 
al sequenc 
; Sphingob 


, 


a 


, 


, 


e 


219857135 
746 
ptomycinea 
219857133 
761 
ptomycinea 
219857132 
sequence 
Actinomyc 


e; 


e; 


219857107 


ococcineae; 


219856906 


kineae; Sp 
219856903 
equence 

Actinomyc 


219856902 
28319 
ptomycinea 
219856827 
sequence 
Actinomyc 


28 
e; 


219846937 
sequence 
ae; Actino 


219846919 


ococcineae; 


219846891 


hortensis strain HKI 0125 16S ribosomal RNA, partial se 
hortensis Bacteria; 


Intrasporangiaceae; Ornithinicoccus. 


quence 


ref 
e 2053442 205491 
Strept 


Actinomycet 
ref 
Actinomycet 
ref 


etal 


ref 
74 Subtercola frigoramans Bacteria; 


ref 
91 Subtercola boreus Bacteria; 


ref 
92 2513043 Nocar 
inea 
ref 
les; 
ref 
ref 
84 Arthrobacter russicus Bacteria; 
ref 


acte 


ref 
19 Streptomyces 


ref 
57 Streptomyces 


ref 
etal 


ref 
09 Tetrasphaera 


ref 
96 Sporichthya polymorpha Bacteria; 
oric 
ref 


etal 


ref 


ref 
etal 
ref 
myce 
ref 
53 Frigoribacterium faeni Bacteria; 


Mi 
ref 


NR_025294.1 
ales; 
NR_025155.1 
2247616 224914 
ales; 
NR_025149.1 
2256827 225829 
es; Strepto: 
NR_025075.1 


crobacteriac 
NR_025074.1 


Mi 


crobacteriac 
NR_024957.1 


Mi 


e; Nocardio 
NR_024790.1 
2737379 273875 
Flavobacte 
NR_024785.1 
ria Bacteri 
thia. 

NR_024783.1 


ae 
Ro 


Micrococcaceae 
NR_024775.1 


2758107 275950 


NR_024763.1 
Streptomycet 
NR_024761.1 
Streptomyceta 
NR_024760.1 
2776208 277769 
es; Strepto: 


NR_024735.1 
In 


trasporangia 
NR_024727.1 


hthyaceae; S 
NR_024724.1 
2830390 283187 
es; Strepto: 


NR_024723.1 
2833415 Strept 
Streptomyceta 
NR_024646.1 
2943614 294507 
es; Frankine 


NR_026529.1 
2978510 297999 
tales; Strep 
NR_026511.1 


crobacteriac 
NR_026483.1 


Strept 


d 
Pp 


r 


a 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 


mycineae; 


Subtercola frigoramans 


eae; Subtercola. 
Subtercola boreus 


eae; Subtercola. 

Nocardiopsis tropica 

iopsis tropica Bacteria; 

saceae; Nocardiopsis. 
Arenibacter 

9 Arenibacter 

iaceae; Arenibacter. 

Rothia aeria strain 
Actinobacteria; 


v 


Arthrobacter russicus 


’ 


Arthrobacter. 
Reichenbachiella 
5 Reichenbachiella 


riales; Flammeovirgaceae; 


Streptomyces peucetius 


peucetius Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Sporichthya polymorpha 


porichthya. 
Streptomyces 
7 Streptomyces 


mycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Frigoribacterium faeni 


eae; Frigoribacterium. 
Ornithinicoccus 


3045360 304685 


1 Ornithinicoccus 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


199030 Bacteria_16S 


3093204 3093144 12 


72 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
199030 Bacteria_16S 


strain ATCC 25470 


199030 Bacteria_16S 


3105267 3105207 12 


3236991 3236931 12 


72 


72 


griseocarneus strain DSM 40004 16S ribosomal RNA, 


griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
199030 Bacteria_16S 


Streptomycetaceae; 


3302104 3302032 12 


84 


gi 


219846860 


3092041 30935 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846852 
31040 


98 


Streptomycineae; 


gi 


219846763 


complete sequence 


gi 


219846720 


Actinomycetales; 


strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia 


Clostridia; 


Clostridiales; 
199030 Bacteria_16S 


Blautia. 
3367661 3367601 12 


72 


gi 


219846672 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 


longisporum Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 
199030 Bacteria_16S 


Streptosporangium. 


3378242 3378182 12 


72 


strain M17C 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
199030 Bacteria_16S 
DSM 5308 16S ribosomal RNA, partial sequence 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; 


termitidis strain 


Desulfovibrio. 


199030 Bacteria_16S 


strain DSM 20032 


3379785 3379745 11 


3454845 3454785 12 


3488294 3488234 12 


51 


72 


72 


gi 


Actinomyc 


219846664 


3377063 33785 


gi 


gi 


gi 


219846663 


Desulfo 


219846607 


16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
199030 Bacteria_16S 


219846584 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
199030 Bacteria_16S 


3491364 3491304 12 


72 


gi 


mashuensis strain DSM 40221 16S ribosomal RNA, partial 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


strain DSM 20542 


strain DSM 20528 


16S ribo 
Actinobacteria; Actinobac 
199030 Bacteria_16S 


Streptomyces. 
199030 Bacteria_16S 
strain DSM 7485 16S ribos 
Actinobacteria; Actinobac 
199030 Bacteria_16S 
strain DSM 7486 16S ribos 
Actinobacteria; Actinobac 
199030 Bacteria_16S 


3513926 3513866 12 


3515450 3515390 12 


3516969 3516909 12 


3518491 3518431 12 


72 


72 


72 


72 


gi 


gi 


gi 


gi 


219846582 
sequence 
Actinomyce 


219846567 


omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae; 
ref 


219846566 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micrococcineae; 


219846565 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae 


219846564 


16S ribosomal RNA, partial sequence 3517327 35187 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


199030 Bacteria_16S 
gregorii strain NCIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 

Saccharopolyspora. 


gregorii Bacteria; 
Pseudonocardiaceae; 


199030 Bacteria_16S 
IFAM 1003 16S ribosomal RNA, partial 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteri 
199030 Bacteria_16S 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial 
cellobioparum Bacteria; 
199030 Bacteria_16S 


aggregatus strain 


3524621 3524551 2 


3579493 3579419 10 


3594878 3594810 12 


Firmicutes; 
3769596 3769536 12 


Clostridia; 


72 


83 


80 


72 


gi 


gi 


gi 


Clostri 


gi 


michiganensis subspecies tessellarius strain 78181 16S 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


199030 Bacteria_16S 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
199030 Bacteria_16S 


Streptomycetaceae; 


3824281 3824219 10 
Proteobacteria; 


3924725 3924665 12 


3926306 3926246 12 


Micrococcineae; Microbacteriaceae; 
199030 Bacteria_16S 
strain 536 16S ribosomal RNA, 
Bacteria; 


72 


gi 


219846560 
equence 
tinomyceta 


219846523 
sequence 

a; Rhizobi 
219846512 
sequence 
diales; Cl 
219846385 
ribosomal 


Clavibacter. 


219846347 


complete sequence 


Gammaproteobacteria; P 


72 


72 


gi 


219846278 


complete seque 


gi 


219846277 


33 


54 


re 


re 


re 


re 


re 


re 


re 


re 


ref 
11 Kocuria rhizophila Bacteria; 
Micrococcaceae 
ref 


ref 


ref 


ref 
etales; 
ref 
42 Kytococcus sedentarius Bacteria; 
Dermacoccaceae 
ref 
vibrionales; 
ref 
36 Kocuria kristinae Bacteria; 
Micrococcaceae 
ref 
02 Actinotalea fermentans Bacteria; 
Cellulomonadac 
ref 
tales; 


ref 


Microbacteriac 


Microbacteriac 


les; 


ales; 


ostridiaceae; Cl 


RNA, 


asteurellales; P 


nce 
Actinomycetales; 


NR_026452.1 


NR_026444.1 
3105578 Strept 
Streptomyceta 
NR_026355.1 
3235806 323732 
Strept 


NR_026312.1 
schinkii Bact 


NR_026264.1 
3366504 336795 
Streptos 


NR_026256.1 
NR_026255.1 
3378593 338009 


Des 


NR_026199.1 


NR_026176.1 


NR_026174.1 
3490176 349169 
Streptomy 


NR_026159.1 
Rathayibacter 


NR_026158.1 
Rathayibacter 


£|NR_026157.1 


£|NR_026156.1 


£|/NR_026115.1 
3578376 357978 
Bradyrhizo 
£|/NR_026104.1 


£|NR_025976.1 
partial seq 


£|NR_025938.1 
823071 382454 


Ww 


Kocuria rhizophila 


; Kocuria. 

Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 

Streptomyces 
0 Streptomyces 
omycineae; 


Blautia schinkii 
eria; Firmicutes; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Kytococcus sedentarius 


; Kytococcus. 
Desulfovibrio 

8 Desulfovibrio 

ulfovibrionaceae; 


Kocuria kristinae 


; Kocuria. 
Actinotalea fermentans 


eae; Actinotalea. 
Streptomyces 

3 Streptomyces 

cineae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
; Microbacteriac 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 
; Microbacteriac 


eae; Curtobacterium. 

Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Blastobacter 

9 Blastobacter 

biaceae; Blastobacter. 
Clostridium 

3 Clostridium 

ostridium. 

Clavibacter 

uence 3768438 3769927 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


£|NR_025868.1 
392352 
Strept 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


£|NR_025867.1 


Streptomyces 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


Streptomyces. 


Streptomycineae; 


199030 Bacteria_16S 
strain RL-34 16S 


199030 Bacteria_16S 


ribosomal RNA, 


3929467 3929407 12 


3935398 3935342 12 


72 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


68 


strain Karp 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


199030 Bacteria_16S 
salexigens strain 
Bacteria; 
199030 Bacteria_16S 
strain CM2104 16S 


199030 Bacteria_16S 


strain KMM 3951 16S ribosomal RNA, partial sequence 4086933 40883 
Flavobacteriales; 


Bacteroidetes; 
199030 Bacteria_16S 


strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 40898 
Flavobacteriales; 


Bacteroidetes; 
199030 Bacteria_16S 


strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 40913 
Flavobacteriales; 


Bacteroidetes; 
199030 Bacteria_16S 


sedimenticola strain KMM 3903 16S ribosomal RNA, partial 
sedimenticola Bacteria; 


199030 Bacteria_16S 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocur 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


3970941 3970885 12 
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Maribacter. 


Maribacter aquivivus 
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60 Maribacter orientalis Bacteria; 
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Maribacter 


49 Maribacter 
Flavobacteriaceae; Maribacter. 


Kocuria marina strain 


ria; Actinobacteria; 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

199030 Bacteria_16S 4202218 4202158 12 72 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 4203716 4203656 12 72 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
199030 Bacteria_16S 4217479 4217419 12 72 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

199030 Bacteria_16S 26935 26856 2 81 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 67826 67783 10 53 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

199030 Bacteria_16S 81202 81132 12 83 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

199030 Bacteria_16S 137677 137618 12 71 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
199030 Bacteria_16S 152811 152740 12 83 gi| 265678961 |ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 160550 160491 12 71 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
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in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
16S 250970 250927 10 53 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 
16S 253927 253884 10 53 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
n Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
16S 320322 320255 12 79 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
ibosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma 
16S 321905 321834 12 83 gi| 265678846 |ref|NR_029151.1] Bacillus 
strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
16S 373302 373259 10 53 gi| 265678806 |ref|NR_029111.1]| Sphingomonas 
rain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
cteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
16S 377885 377826 12 eel gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
16S 402426 402367 12 7k gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
train IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
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tratus Bacteria; Actinobacteria; Actin 
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obacterida 


e; Actinomyceta 


es; Micrococcineae; 


199030 Bacteria_16S 408641 408542 10 107 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

199030 Bacteria_16S 444206 444132 10 84 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
199030 Bacteria_16S 590531 590452 2 81 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 652859 652780 2 81 gi|265678615|ref|NR_028920.1] Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 720767 720724 10 53 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 

199030 Bacteria_16S 756448 756389 12 7h gi| 265678542 |ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

199030 Bacteria_16S 799387 799328 12 7h gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

199030 Bacteria_16S 840662 840591 12 83 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
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Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
199030 Bacteria_16S 1670835 1670764 12 83 gi|219878428|ref|NR_025567.1 
strain 16351 16S ribosomal RNA, partial sequence 1669639 16711 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 1684464 1684385 2 81 gi| 219878419 |ref|NR_025558.1 
lacusfryxellense strain C/C-an/Bl1 16S ribosomal RNA, partial sequence 168328 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
199030 Bacteria_16S 1707423 1707344 2 81 gi| 219878403 |ref|NR_025542.1 
strain SH1 16S ribosomal RNA, partial sequence 1706248 17077 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 1806084 1806025 12 71 gi|219878332|ref|NR_025471.1 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 180639 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Cellulomonadaceae; Oerskovia. 

199030 Bacteria_16S 1807622 1807563 12 71 gi|219878331|ref|NR_025470.1 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 18079 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
199030 Bacteria_16S 1871652 1871581 12 83 gi| 219878287 |ref|NR_025426.1 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 18719 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

199030 Bacteria_16S 1956705 1956662 10 53 gi|219878224|ref|NR_025363.1 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
199030 Bacteria_16S 1967421 1967362 26 85 gi|219878217|ref|NR_025356.1 
strain BM5 16S ribosomal RNA, partial sequence 1966261 19677 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 
199030 Bacteria_16S 2016507 2016464 10 53 gi| 219878185 |ref|NR_025324.1 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulob 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

199030 Bacteria_16S 2153316 2153241 10 85 gi|219857633|ref|NR_025222.1 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 215360 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Albidovulum. 
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Bacteria; Firmicu 


199030 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


199030 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 


strain DSM 43852 


2846855 2846788 12 79 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2887116 2887037 2 81 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2888641 2888562 2 81 gi 


ridia; Clostridiales; 
2890165 2890086 2 


Eubacteriaceae; 
81 gi 


ridia; Clostridiales; Eubacteriaceae; 
3035870 3035791 2 81 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3141250 3141183 12 79 gi 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; 
3209702 3209659 10 53 


Gemel 
gi 


Sphingomonadales; 
3211194 3211151 10 53 gi 


Sphingomonadales; 
3246177 3246107 12 83 gi 
osomal RNA, partial sequence 
riaceae; Listeria. 

3247640 3247573 2 69 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3262550 3262507 10 53 gi 


Sphingomonadales; 
3265600 3265521 2 81 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3297537 3297466 12 83 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3299064 3298993 12 83 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3312690 3312647 10 53 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 
3397851 3397792 12 qi gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 


3494452 3494381 2 73 gi 


219857410 


2458757 24601 


Sphingomon 
219857409 


2460248 24616 


Sphingomon 
219857407 
sequence 
iales; Clo 
219857274 
25903 

cus. 
219857269 


16S ribosomal RNA, partial sequence 2598095 25994 


De 
219856898 


16S ribosomal RNA, partial sequence 2837959 28394 


oc 
219856897 


16S ribosomal RNA, partial sequence 2839520 28410 


oc 
219856893 
28456 
mily XIII. 
219856865 
sequence 
iales; Eub 
219856864 


6S ribosomal RNA, partial sequence 2887459 28889 


Eubacteriu 
219856863 


6S ribosomal RNA, partial sequence 2888980 28904 


Eubacteriu 
219846899 


3034695 30361 


Clostridiu 
219846828 


3140051 3141558 Gemel 


la 
219846782 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 


Sphingomon 
219846781 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 


Sphingomon 
219846757 


3244997 32464 


219846756 
1 sequence 
iales; Pep 
219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 


Sphingomon 
219846744 


3264433 32658 


Clostridiu 
219846723 
ence 32963 
spiraceae; 
219846722 
al sequenc 
stridiales 
219846712 


3311548 33129 


Sphingomon 
219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


ococcineae 
219846580 


municipale strain DSM 44069 16S ribosomal RNA, partial sequence 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Thermocrispum. 


ref |NR_024998.1 
adaceae; Sphingo: 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref|NR_024905.1 
79 2591887 Entero 
ref |NR_024900.1 
um. 
ref|NR_024717.1 
crobacteriac 
NR_024716.1 


7 Mi 
ref 


; Microbacteriac 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024684.1 
2885932 288740 
acteriaceae; Eub 
ref|NR_024683.1 


m. 
ref|NR_024682.1 
m. 
ref|NR_026491.1 
m. 
ref 
lab 


NR_026420.1 
ergeri Bacte 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026349.1 


ref |NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026336.1 


m. 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_026314.1 
e 3297885 329934 
; Blautia. 

ref |NR_026304.1 


adac 
ref 


eae; Sphingo 
NR_026239.1 


; Cellulomonadac 


Sphingomonas koreensis 


97 Sphingomonas koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Clostridium 
2 Clostridium 
stridium. 
Enterococcus cecorum 
coccus cecorum Bacteria; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
sulfotomacul 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 
occineae; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 
occineae; 


eae; Agromyces. 
Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Gemella bergeri strain 
ria; Firmicutes; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 
2 Blautia 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 


ref|NR_026172.1 
3493260 349458 


Thermocrispum 
8 Thermocrispum 


199030 Bacteria_16S 
strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 
199030 Bacteria_16S 
strain DSM 1785 1 
Firmicutes; Clostridia; 
199030 Bacteria_16S 

strain DSM 43045 


199030 Bacteria_16S 
strain DSM 6011 1 
Firmicutes; Clostridia; 
199030 Bacteria_16S 

neopropionicum st 
neopropionicum Bacteria; 
199030 Bacteria_16S 
strain DSM 6736 1 
Firmicutes; Clostridia; 
199030 Bacteria_16S 

paraputrificum st 
paraputrificum Bacteria; 
199030 Bacteria_16S 
strain BL 70/20 1 
Firmicutes; Clostridia; 
199030 Bacteria_16S 

strain R91/1468 1 


3495832 3495761 2 
16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 


3501833 3501754 2 
6S ribosomal RNA, partial sequence 3500724 35020 
Clostridiales; 
3504792 3504733 12 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
3526085 3526014 12 
6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiales; 
3527646 3527575 12 
rain DSM 3847 16S ribosomal RNA, 


Firmicutes; 


3529197 3529118 2 
6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiales; 
3550750 3550672 2 
rain ATCC 25780 16S ribosomal 


Firmicutes; 


3593356 3593277 2 
6S ribosomal RNA, partial sequence 3592199 35936 
Clostridiales; 
3601076 3601017 12 
6S ribosomal RNA, partial sequence 3599877 36013 


73 gi 
complete sequence 


81 gi 
Clostridiaceae; 
71 gi 


83 gi 
Clostridiaceae; 
83 gi 


Clostridia; 
81 gi 
Clostridiaceae; 

81 gi 


Clostridia; 
81 gi 
Clostridiaceae; 
a1 gi 


compl 
Clostr 


RNA, par 
Clostr 


oc 
219846559 


ou 
219846558 
et 
idiales; 
219846557 


cl 
219846543 
beat 
idiales; 
219846513 


cl 
219846506 


occineae 


ostridiu 
e sequen 
Cc 
ostridiu 
al seque 


Cc 


ostridiu 


, 


ref 
m. 
ref 
ref 
m. 
ref 
nce 


ref 


m. 
ref 


ce 3526458 3 
lost 


lost 


crobacteria 
NR_026151.1 


NR_026150.1 
5279 
ridiaceae; 
NR_026149.1 


NR_026135.1 
354957 
ridiaceae; 
NR_026105.1 


NR_026098.1 


Cc 


6 
Cc 


Cc 


219846579 |ref|NR_026171.1| Thermocrispum agreste 
3494639 3496156 Thermocrispum agreste 
ales; Pseudonocardineae; Pseudonocardiaceae; 
219846575|ref|NR_026167.1| Clostridium celatum 
49 Clostridium celatum Bacteria; 
Clostridium. 
219846573|ref|NR_026165.1| Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
Mi 


eae; Agromyces. 
Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 
8 Clostridium 
lostridium. 
Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 

2 3551038 Clostridium 

lostridium. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 

199030 Bacteria_16S 3678512 3678473 12 Si gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

199030 Bacteria_16S 3711615 3711536 2 81 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 3720585 3720506 2 81 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 3765236 3765169 2 69 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
199030 Bacteria_16S 4024392 4024333 12 71 gi|219846207|ref|NR_025797.1| Agromyces salentinus 


strain 20-5 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_ 


strain NRRL B-163 
Bacteria; Actinob 


199030 Bacteria_ 


lechevalierae str 
lechevalierae Bac 


Glycomycetaceae; 
199030 Bacteria_ 


ibosomal RNA, partial sequence 


16S 4032043 4031972 2 73 gi 


16S 4035147 4035076 2 73 gi 


Glycomyces. 


16S 4068205 4068142 16 79 gi 


4023267 40246 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


strain SGT-108 16 
Proteobacteria; G 
199030 Bacteria_16S 
strain SGT-39 16S 
Proteobacteria; G 
199030 Bacteria_16S 
strain N-3 16S ribosomal 
Firmicutes; Bacillales; 
199030 Bacteria_16S 

strain R18165 16S riboso 
199030 Bacteria_16S 


Bacteria; Spirochaetes; 
199030 Bacteria_16S 

ferrireducens str 
ferrireducens Bacteria; 
199030 Bacteria_16S 

subtile strain F3 
Bacteria; Actinob 
199030 Bacteria_16S 


93275 
ain PAL-1 16S ribosomal RNA, 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
4069744 4069681 16 
ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; 
4212862 4212791 12 


RNA, 
Bacillaceae; 


4238659 4238576 2 


mal RNA, 


16105 


complete sequence 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
16171 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 


79 gi 


83 gi 


Geobacillus. 


85 gi 


Spirochaetales; Leptospiraceae; 


93225 


Deferribacteres; 
335948 335898 2 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; 
525285 525235 2 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 


4067035 40685 
Cox 


4068567 40700 
Cox 


4211641 42131 


4237444 42389 


ococcineae 
219846202 
40308 
ales; Glyc 
219846200 
rtial sequ 
e; 


219846174 


iellaceae; 
219846173 


iellaceae; 
219846067 


219846043 


7 Mi 
ref 


omyc 
ref 
ence 


Actinomycet 


ref 


Aqu 
ref 


Aqu 
ref 


ref 


56 4032350 Glyco: 


crobacteriac 
NR_025792.1 


ineae; Glyco: 
NR_025790.1 

403395 
ales; Glyco 
NR_025764.1 


icella. 
NR_025763.1 


icella. 
NR_025657.1 


NR_025633.1 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Glycomyces algeriensis 


myces algeriensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


mycineae; 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


nomycineae; Actinomycetaceae; Actinomyces. 
a 68 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
al sequence 15032 16427 Leptospira interrogans 
Leptospira. 
2 52 gi|265679001|ref|NR_029309.1| Geovibrio 
complete sequence 92051 93594 Geovibrio 
Deferribacterales; Deferribacteraceae; Geovibrio. 
52 gi|265678834|ref|NR_029139.1| Bifidobacterium 
334755 336267 Bifidobacterium subtile 
Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
52 gi|265678702|ref|NR_029007.1| Corynebacterium 


524146 525550 Corynebacterium ciconiae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


199030 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


199030 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


199030 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


199030 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


199030 Bacteria_16S 
1293 16S ribosomal RNA, partial sequen 
Spirochae 


smaragdinae DSM 1 
11293 Bacteria; S 


199030 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


199030 Bacteria_16S 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


199030 Bacteria_16S 
n CF 62 16S ribosomal RNA, partial seq 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


199030 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
199030 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


199030 Bacteria_16S 


aminoxidans strai 
Bacteria; Proteob 


strain T1-X7 16S 
australiensis str 


australiensis Bac 
Intrasporangiacea 


199030 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


199030 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; D 


199030 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae 
199030 Bacteria_16S 3111182 3111116 19 85 gi|219846848 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; 
199030 Bacteria_16S 3120382 3120332 2 52 gi| 219846842 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Corynebacteriaceae; Corynebacterium. 

199030 Bacteria_16S 3226314 3226256 12 70 gi| 219846770 


strain DSM 11140 


666456 666406 19 69 gi| 265678605 
ribosomal RNA, partial sequence 665236 66673 
ridia; Clostridiales; Syntrophomonadaceae; Pelos 

970731 970649 2 84 gi| 265678397 
rain JJ 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Deltaproteobacteria; Des 

976868 976791 2 79 gi| 265678393 
ibosomal RNA, partial sequence 975693 97713 
hingobacteria; Sphingobacteriales; Saprospiracea 

1149858 1149808 2 52 gi| 253680757 
ribosomal RNA, partial sequence 1148654 11501 
Deferribacterales; Deferribacteraceae; Geovibrio 

1169456 1169391 2 68 gi| 228719827 


pirochaetes; Spirochaetales; 


1261557 1261503 19 73 gi 


49030 16S ribosomal RNA, partial seque 


ia; Actinobacteria; Actinobacteridae; 
; Brevibacterium. 
1451080 1451030 2 


’ 


52 gi 


e; Corynebacterium. 


1938515 1938461 19 73 gi 
ria; Actinobacteria; Actinobacteridae; 
; Brevibacterium. 

2022409 2022351 11 69 gi 


16S ribosomal RNA, partial sequence 


2023900 2023858 11 53 gi 
16S ribosomal RNA, partial sequence 


2207890 2207833 10 68 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2222901 2222827 10 83 gi 


gi 


2493082 2493024 12 70 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
2731054 2731012 14 56 
ribosomal RNA, partial sequence 


gi 


glycolicus strain 


3238572 3238519 29 
PerGlyS 16S ribosomal RNA, 


83 gi 
complete s 


acteria; Alphaproteobacteria; Caulobac 
199030 Bacteria_16S 


2206719 22081 


n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
199030 Bacteria_16S 
2491905 24933 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 


2713036 27145 
Enhy 


2729867 27313 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 


ce 11682 
taceae; Sp 
219846707 
nce 12603 
Actinomyce 


224581420 
quence 
Actinomy 


’ 


219878236 
uence 
Actinomyc 


219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
219857594 


219857584 
nce 22217 
les; Xanth 
219857388 


gromyxa. 
219857167 


ococcineae 
219846762 


ref|NR_028910.1| Pelospora glutarica 
5 Pelospora glutarica Bacteria; 
pora. 
ref|NR_028699.1 
969528 971049 
ulfovibrionales; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_028695.1| Lewinella nigricans 
0 Lewinella nigricans Bacteria; 

e; Lewinella. 
ref|NR_028005.1| Geovibrio thiophilus 
27 Geovibrio thiophilus Bacteria; 

ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 

ref |NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


Spirochaeta 
haeta smaragdinae DSM 


Brevibacterium 
acterium mcbrellneri 
ineae; 


ref|NR_027201.1 
1449903 145131 
cetales; Coryneb 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Brevibacterium 
9 Brevibacterium 
cineae; 


ref |NR_025375.1 
1937348 193875 
etales; Micrococ 


ref |NR_025320.1 
81 2022719 Caulob 
7 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 


aulobacteraceae 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobacter. 

ref|NR_025182.1| Mycoplasma dispar 
93 Mycoplasma dispar Bacteria; 


Xanthobacter 
bacter aminoxidans 


ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xanthobacter. 
ref|NR_024976.1| Tetrasphaera japonica 
49 Tetrasphaera japonica Bacteria; 


ococcineae; Intrasporangiaceae; Tetrasphaera. 
2494569 2494511 12 70 gi|219857387|ref|NR_024975.1| Tetrasphaera 
ain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
e; Tetrasphaera. 
2527868 2527802 2 68 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
in S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
tes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
2714225 2714183 14 56 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


ref|NR_024795.1| Plesiocystis pacifica 

50 Plesiocystis pacifica Bacteria; 

; Nannocystaceae; Plesiocystis. 

ref|NR_026440.1] Sporotomaculum 
3110031 3111466 Sporotomaculum 

Peptococcaceae; Sporotomaculum. 

ref|NR_026434.1| Corynebacterium 
3119211 3120593 Corynebacterium 

les; Corynebacterineae; 

ref|NR_026362.1| Janibacter limosus 


21 Janibacter limosus Bacteria; 
; Intrasporangiaceae; Janibacter. 
ref|NR_026354.1| Desulfofustis 


equence 


3237371 3238917 Desulfofustis 


glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfofustis. 


199030 Bacteria_16S 
amycolatum strain 


3432348 3432298 2 


Corynebacteriaceae; Corynebacterium. 


199030 Bacteria_16S 


DSM 316 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridia; 
199030 Bacteria_16S 


strain DSM 286 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Firmicutes; 
199030 Bacteria_16S 


Clostridiales; 


Clostridia; 


3532224 3532146 2 


3533670 3533592 2 


Clostridiales; 
3781762 3781704 10 


52 


80 gi|2198 
3531057 3532455 Sarci 
Sarcina. 
80 gi|2198 
3532506 


68 


strain RB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


fever group. 
199030 Bacteria_16S 
extorquens strain 


Methylobacterium. 
199030 Bacteria_16S 
phenolicus strain 
phenolicus Bacteria; 
199030 Bacteria_16S 


3939757 3939683 10 


TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


4078864 4078798 2 


LR7.2 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 


13130 13081 2 


83 


strain 513A 16S ribosomal RNA, partial sequence 


Spirochaetes; 
199030 Bacteria_16S 


methylpentosum strain R2 16S ribosomal RNA, partial seq 
methylpentosum Bacteria; 


199030 Bacteria_16S 
flavescens strain 


25450 25393 12 


Firmicutes; 


33080 33019 12 


Clostridia; 


gi|2198 


CIP 103452 16S ribosomal RNA, partial sequence 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; 


gi|2198 
3780594 


gi|2198 


complete sequence 


Spirochaetales; Brachyspiraceae; Brachyspira. 


Actinomycetales; 


Sarcina. 


Rhizobiales; 


46623|ref|NR_026215.1 


46555|ref|NR_026147.1 


46554|ref|NR_026146.1 


na maxima Bacteria; 


Corynebacterium 


3431175 3432575 Corynebacterium 
Corynebacterineae; 


Sarcina maxima strain 
Firmicutes; 


Sarcina ventriculi 


3533966 Sarcina ventriculi Bacteria; 


46376|ref|NR_025967.1 


Rickettsia honei 


3782084 Rickettsia honei Bacteria; 


Rickettsieae; 


46266|ref|NR_025856.1 


3938625 394003 


Rickettsia; spotted 


Methylobacterium 
1 Methylobacterium 


Methylobacteriaceae; 


68 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
complete sequence 4077655 4079183 Cryptanaerobacter 
Clostridiales; Peptococcaceae; Cryptanaerobacter. 
51 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
11961 13410 Brachyspira aalborgi Bacteria; 
69 gi| 265679047 |ref|NR_029355.1| Clostridium 
uence 24277 25711 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
73 gi| 265679042 |ref|NR_029350.1| Microbacterium 
31915 33385 Microbacterium flavescens 


401 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 
199030 Bacteria_16S 


strain 961*00022/98 16S ribosomal RNA, partial sequence 
Coriobacteriales; 


Actinobacteria; 
199030 Bacteria_16S 
alaskensis strain 
Bacteria; 
199030 Bacteria_16S 
strain 55134 16S 


199030 Bacteria_16S 


arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
199030 Bacteria_16S 


Coriobacteridae; 


34609 34540 2 


51102 51061 £10 


All 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfov 


145283 145222 12 


159031 158970 12 


163481 163428 19 


FL 


51 


gi 


gi 


complete sequence 


73 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


73 


72 


265679041 


Coriobacterineae; 
265679030 


ibrionales; 


Micrococcineae; Microbacteriaceae; 


ref |NR_029349.1 
33436 34786 
Coriobacteri 
ref |NR_029338.1 


49907 51436 Desulf 


Desulfovibrionaceae; 


Atopobium vaginae 


Atopobium vaginae Bacteria; 


aceae; Atopobium. 
Desulfovibrio 
ovibrio alaskensis 
Desulfovibrio. 


gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
144082 145595 Jonesia denitrificans Bacteria; 
ococcineae; Jonesiaceae; Jonesia. 
gi| 265678957 |ref|NR_029265.1| Microbacterium 
sequence 157869 159336 Microbacterium 
Actinomycetales; Micrococcineae; 
gi| 265678954 |ref|NR_029262.1| Brevibacterium 


epidermidis strain P159 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brevibacterium. 

199030 Bacteria_16S 181759 181710 2 51 gi| 265678942 |ref|NR_029250.1 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
199030 Bacteria_16S 209542 209493 2 51 gi| 265678923 |ref|NR_029231.1 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
199030 Bacteria_16S 259904 259831 10 83 gi| 265678889 |ref|NR_029197.1 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
Ruegeria. 

199030 Bacteria_16S 284039 283990 2 51 gi|265678871|ref|NR_029177.1 


vibrioformis strain B54 16S ribosomal RNA, 
vibrioformis Bacteria; 


Desulfobacter. 
199030 Bacteria_16S 
strain ATCC 27760 
Bacteria; Firmicutes; 
199030 Bacteria_16S 


A strain ELTDK 103 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; Firmicutes; 
199030 Bacteria_16S 


Proteobacteria; 
309906 309849 12 


Clostridia; 
314493 314444 2 


Clostridia; 
315950 315909 10 


69 


16S ribosomal RNA, partial sequence 
Clostridiales; 


51 


51 


strain 2678 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 


group. 


complete seq 
Deltaproteobacteria; 


gi 


Ruminococcaceae; 
265678851 


gi 


Clostridiac 
gi 


uence 


265678854 


265678850 


162334 163815 Brevib 
Micrococcineae; 


Desulfobacterales; 


ref|NR_029160.1 
308774 310144 Rumino 
Ruminococcus. 
ref|NR_029157.1 
313315 314767 Clostr 
eae; Clostridium. 


acterium epidermidis 


Brevibacteriaceae; 


Clostridium 
idium proteolyticum 


Clostridium sporogenes 
idium sporogenes 


Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


Desulfobacter 
Desulfobacter 


sulfobacteraceae; 


Ruminococcus callidus 
coccus callidus 


Clostridium botulinum 
idium botulinum A 


Rickettsia canadensis 


ref|NR_029155.1 


314818 316231 Rickettsia canadensis Bacteria; 


199030 Bacteria_16S 
japonicum strain 


Cryptosporangium. 
199030 Bacteria_16S 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 
Rhodobacteraceae; 


Alphaproteobacteria; 
199030 Bacteria_16S 


343552 343491 12 


351059 350986 10 


Rhodobacterales; 
358318 358245 10 


73 


83 


83 


gi 


YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


hongkongensis strain UST950701-009P 16S ribosomal RNA, 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 
199030 Bacteria_16S 
strain YIM 70081 


199030 Bacteria_16S 


sandarakina strain YIM 70009 16S ribosomal RNA, partial 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 
199030 Bacteria_16S 


strain A3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


199030 Bacteria_16S 


strain HTCC2597 16S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


199030 Bacteria_16S 
hebeiensis strain 


359844 359783 12 


361390 361329 12 


365852 365779 10 


379413 379340 10 


403966 403905 12 


73 


73 


83 


Rhodobacterales; 


83 


73 


gi 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


gi 


364736 36609 
Rhodobacter 


gi 


gi 


YIM 001 16S ribosomal RNA, partial sequence 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
199030 Bacteria_16S 


Streptomyces. 


420969 420916 19 


72 


gi 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 


antiquum Bacteria; 
Brevibacterium. 
199030 Bacteria_16S 


xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


427223 427162 12 


Micrococcaceae; Nesterenkonia. 


199030 Bacteria_16S 


halotolerans strain YIM70084 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 
199030 Bacteria_16S 


430310 430249 12 


470068 470015 12 


73 


73 


65 


strain A10 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
199030 Bacteria_16S 
strain QH3A7 16S 


199030 Bacteria_16S 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, 


490120 490059 12 


496278 496217 12 


Micrococcaceae; Arthrobacter. 


199030 Bacteria_16S 


504013 503940 10 


73 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


73 


83 


Actinobacteria; Actinobacteridae; Actinomyceta 


gi 


gi 


gi 


468944 47039 
Streptosporang 


gi 


488917 49045 
Micrococcineae 


gi 


gi 


vestfoldensis strain R-9477 16S ribosomal RNA, partial 


vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 
199030 Bacteria_16S 
strain TMAO3 16S 
Firmicutes; 
199030 Bacteria_16S 


helgolandensis strain Hel 10 16S ribosomal RNA, partial 
helgolandensis Bacteria; Proteobacteria; Alphaproteobac 


Jannaschia. 
199030 Bacteria_16S 


549722 549645 2 


572607 572534 10 


583072 582999 11 


79 


ribosomal RNA, partial sequence 
Clostridia; 


83 


84 


strain LF13 16S ribosomal RNA, partial sequence 


Caldithrix. 
199030 Bacteria_16S 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial s 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
199030 Bacteria_16S 


aerolatum strain V-73 16S ribosomal RNA, partial sequence 


584560 584487 10 


619466 619405 12 


83 


73 


gi 


548509 55004 
Clostridiales; Veillonellaceae; 


gi 


gi 


581868 58337 


gi 


gi 


265678829 


265678824 


265678816 
partial se 


265678815 


265678814 
sequence 
Actinomyc 


265678811 


265678802 


265678786 
Actinomyce 
265678774 


sequence 


265678770 


265678768 
sequence 
Actinomy 


265678738 


265678725 


265678721 


265678716 
sequence 
Rhod 


265678686 
265678671 
sequence 
teria; Rho 
265678664 
265678663 


equence 
Rhodo 


ref 


ref 


ref|NR_029120.1 
4 Nesterenkonia 


aceae; 
ref|NR_029091.1 
402781 404300 


ref|NR_029073.1 
429128 430610 
cetales; 


ref|NR_029043.1 


ineae; 


ref |NR_029030.1 


ref|NR_029026.1 
495118 496571 


ref|NR_029021.1 
502862 504310 


ref|NR_028991.1 


ref |NR_028976.1 
571472 572837 


ref|NR_028969.1 


ref|NR_028968.1 
583422 584837 
bacterales; 


265678639 


ref|NR_028944.1 


Frankineae; 
occus kocurii Bacteria; 
Paracoccus. 


quence _ 357208 


; Micrococcaceae; 


Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


Paracoccus kocurii 
Proteobacteria; 


Loktanella 
358614 Loktanella 


Nesterenkonia lutea 
lutea Bacteria; 
Nesterenkonia. 


ref|NR_029119.1| Nesterenkonia 
360205 361665 Nesterenkonia 
etales; Micrococcineae; Micrococcaceae; 
ref|NR_029116.1| Salipiger mucosus 
9 Salipiger mucosus Bacteria; 
aceae; Salipiger. 
ref|NR_029107.1| Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 
Oceanicola. 


Streptomyces 
Streptomyces 


tales; Streptomycineae; 
ref|NR_029079.1| Brevibacterium 
419777 421277 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 
ref|NR_029075.1| Nesterenkonia 
426041 427535 Nesterenkonia 


Micrococcineae; 


Nesterenkonia 
Nesterenkonia 


Micrococcineae; Micrococcaceae; 


Actinomadura latina 


5 Actinomadura latina Bacteria; 
Thermomonosporaceae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 
; Jonesiaceae; Jonesia. 


Arthrobacter 
Arthrobacter 


Micrococcineae; 


Loktanella 
Loktanella 


obacterales; Rhodobacteraceae; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 
Sporomusa. 


Jannaschia 
Jannaschia 


dobacterales; Rhodobacteraceae; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Paracoccus 
Paracoccus 


Rhodobacteraceae; 


Microbacterium 


618371 619715 Microbacterium aerolatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


199030 Bacteria_ 


H 1 16S ribosomal 
Clost 


Clostridia; 
199030 Bacteria_ 


odorimutans strai 
odorimutans Bacte 


Anaerovorax. 
199030 Bacteria_ 


grignonense strai 
grignonense Bacte 


199030 Bacteria_ 


cetonica strain 4 
Proteob 


Bacteria; 
199030 Bacteria_ 


scopiformis strai 
Bacteria; Actinob 


Streptomyces. 
199030 Bacteria_ 
strain PSv29 16S 
Proteobacteria; 
199030 Bacteria_ 


nubinhibens strai 
Proteob 


Bacteria; 
199030 Bacteria_ 
strain DSS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


199030 Bacteria_ 
subsp. 
socranskii subsp. 
199030 Bacteria_ 


strain 14 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 
halophilum strain 
Bacteria; Actinob 


Microbacterium. 


199030 Bacteria_16S 


sanguinis strain 


Bacteria; Actinob 


Brevibacterium. 


199030 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 
199030 Bacteria_16S 
subsp. paredis st 


socranskii subsp. 


199030 Bacteria_16S 
buccale st 


subsp. 
socranskii subsp. 


199030 Bacteria_16S 
ishimotonii strai 
ishimotonii Bacte 


Desulfonema. 


199030 Bacteria_16S 
2077 16S ribosoma 
Deltaproteobacter 
199030 Bacteria_16S 


strain NCIMB 7030 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 


thermoviolaceus s 


1308545 St 


Actinobacteridae; 


199030 Bacteria_16S 
Twist 16S ri 
Bacteria; Actinob 
199030 Bacteria_16S 
HEL-45 16S riboso 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
199030 Bacteria_16S 


str. 


strain TN-272 16S 
Firmicutes; Clost 


D 


socranskii 


16S 643847 643770 2 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
16S 664889 664808 2 83 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


79 gi 


16S 680102 680061 10 51 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
16S 687568 687519 2 51 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
16S 876802 876741 12 73 gi 
n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


16S 926027 925978 2 51 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
16S 929044 928971 10 83 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
16S 930527 930454 10 83 gi 
ribosomal RNA, partial sequence 


gi 


16S 984416 984367 2 51 gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
16S 1102774 1102713 12 73 gi 
osomal RNA, partial sequence 


1113474 1113413 12 73 gi 
76 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 


1133135 1133082 19 72 gi 
CF63 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1234505 1234444 12 73 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

1252488 1252439 2 51 
rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; Spirochaetes; Spiro 
1254015 1253966 2 51 gi 
rain ATCC 35534 16S ribosomal RNA, par 
buccale Bacteria; Spirochaetes; Spiro 
1270750 1270701 2 51 gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


, 


gi 


1272208 1272159 2 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1299083 1299030 19 72 gi 
55 16S ribosomal RNA, partial sequence 


51 gi 


1308231 1308170 12 73 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1317400 1317347 19 72 gi 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1379821 1379748 10 83 gi 
mal RNA, partial sequence 


al 


1409720 1409639 2 83 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


Clostridiaceae; 


ia 
ae; 


se 
ia 


265678622 
642624 644123 Sporo 


265678606 
quence 
ales; 


265678596 
uence 
ia; 


acterales; 
265678461 

nce 

ales; 


265678428 
924822 92631 
Desulfoba 
265678426 
nce 
terales; 

265678425 
929371 93083 
hodobacter 
265678388 
artial seq 
irochaetal 
265678308 
1101592 11031 
ococcineae 
265678300 


ales; 


253680768 
ce 
ales; 


219878266 
1 sequen 
Actino: 


v 


219857241 
ta: 
ch 


al 


al 


, 


219846399 
1271016 1272493 Desul 
ea 


e; 


219846893 


ococcineae 
228721493 
16S ribos 
moviolaceu 
eptomyceta 
228715851 
1316224 13177 


es; 


228717469 
1378686 1380064 Ocean 
hodobacter 
224581401 
1408524 1409968 Clostridium hylemonae Bacteria; 
Clostridium. 


aetales; 
219857240 
ti 
chaetales; 
219846400 
quence 
Desulf 


Clos 


Rhizob 
265678591 


68634 


87568 
Stre 


92790 
R 


11123 
Micr 


11319 
Micr 


seque 


seque 


Desul 


12979 


Micr 


ref 
musa 


NR_028927.1 
ovata Bacte 


ref|NR_028911.1 
663698 665185 
tridiales Famil 


ref |NR_028901.1 
678955 680426 
iales; Brucellac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref |NR_028764.1 
6 877087 Strept 
ptomycineae; Str 
ref |NR_028730.1 
cteraceae; Desul 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028727.1 


acea 
ref 
uenc 
es; 
ref 


e; Ruegeria 
NR_028690.1 
e 983192 
Spirochaetac 
NR_028610.1 
; Microbacteriac 
ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


ref|NR_028016.1 
55 1133449 Brevib 
ococcineae; Brev 


ref|NR_025405.1 
ce 1233340 123481 
mycetales; Micro 


ref 
nce 
Spi 
ref 
nce 


NR_024869.1 
125128 
rochaetaceae 
NR_024868.1 
125281 
Spirochaetaceae 
ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref 
fone 
fonema. 

ref |NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
ceae; Streptomyc 
ref|NR_027540.1 


NR_025990.1 
ma magnum Ba 


cineae; Trop 
NR_027563.1 
bus indolife 
e; Oceanibul 


ococ 
ref 

ibul 
acea 


y 


Sporomusa ovata strain 
ria; Firmicutes; 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Ochrobactrum 

Ochrobactrum 
eae; Ochrobactrum. 

Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Roseovarius 

arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Treponema socranskii 
984718 Treponema 

eae; Treponema. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


v 


, 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Streptomyces 
1 sequence 
nobacteria; 
es. 
Tropheryma whipplei 


1307063 


07 Tropheryma whipplei str. Twist 


heryma. 

Oceanibulbus indolifex 
x HEL-45 Bacteria; 

bus. 


ref |NR_024719.1 


Clostridium hylemonae 


199030 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 


1421835 1421774 12 73 gi 


Micrococcaceae; Arthrobacter. 


199030 Bacteria_16S 
violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 
199030 Bacteria_16S 
coelescens strain 
coelescens Bacter 
Streptomycetaceae 
199030 Bacteria_16S 
bernardiae strain 


bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomyc 
Arcanobacterium. 

199030 Bacteria_16S 1502339 1502278 12 73 gi|219846604|ref|NR_026196.1 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomo 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
199030 Bacteria_16S 1517370 1517321 2 51 gi|219873435|ref|NR_025194.1 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 151759 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
Desulfotignum. 

199030 Bacteria_16S 1518825 1518744 2 83 gi|219857618|ref|NR_025207.1 
strain PC18 16S ribosomal RNA, partial sequence 1517647 15191 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

199030 Bacteria_16S 1520338 1520257 2 83 gi|219857617|ref|NR_025206.1 
strain PC80 16S ribosomal RNA, partial sequence 1519166 15206 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

199030 Bacteria_16S 1603943 1603890 19 72 gi| 219878475 |ref|NR_025614.1 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 160426 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Brevibacterium. 

199030 Bacteria_16S 1656974 1656933 10 51 gi| 219878437 |ref|NR_025576.1 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 1655822 165727 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucell 
199030 Bacteria_16S 1682933 1682872 12 73 gi|219878420|ref|NR_025559.1 


strain R5292 16S 


1426480 1426419 12 73 gi 


; Streptomyces. 


1428045 1427984 12 73 gi 
AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

1458490 1458429 12 


v 


73 gi 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


199030 Bacteria_16S 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


199030 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


199030 Bacteria_16S 
sacelli strain LM 


sacelli Bacteria; 
Brachybacterium. 


199030 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


199030 Bacteria_16S 


strain ISP 5293 1 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


199030 Bacteria_16S 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


199030 Bacteria_16S 


strain 4-0 16S ri 


1698244 1698183 12 73 gi 
n CF36 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


1747032 1746971 12 73 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1760766 1760705 12 


73 gi 


Actinobacteria; Actinobacteridae; Act 


1762287 1762226 12 73 gi 
LMG 20336 16S ribosomal RNA, partial s 


1772672 1772611 12 73 gi 
Stre 
1774170 1774109 12 73 gi 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1775668 1775607 12 73 gi 
n ISP 5166 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

1781847 1781786 12 73 
bosomal RNA, partial sequence 


, 


’ 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 


1874716 1874655 12 73 gi 


strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


LCDC 89/0504 16S ribosomal RNA, parti 


G 20345 16S ribosomal RNA, partial seq 


a; Actinobacteria; Actinobacteridae; Act 


224581444 
1 sequ 
ridae; 


224581441 
al seq 
e; Act 


224581440 
sequence 
Actino: 


224581414 


1681727 16832 
mycineae 


no: 
219878409 
en 
ales; 

219878376 
1 


219878365 
uence 
in 


219878364 
equence 


219878355 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 


pt 
219878354 
al 
ae 


’ 


219878353 
sequence 


219878349 


1780670 17821 
occineae; 


oc 
219878285 


nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


ence 
Act 


uenc 
inomycet 


myce 


al sequenc 


ce 16970 
Micr 


sequence 


Actinomyc 


omycetal 


inomycet 


omycinea 


sequenc 
Actino: 


Actinomyc 


ref |NR_027226.1 
1420664 142216 
inomycetales; Mi 


ref|NR_027223.1 
e 1425302 142681 
ales; Strept 


ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


ref|NR_027195.1 
e 1457334 145871 


; Actinomycetace 
ref|NR_025548.1 
56 1698545 Microb 
ococcineae; Micr 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


ref|NR_025504.1 
1759669 176107 
es; Micrococcine 
ref|NR_025503.1 
1761124 176259 
ales; Micrococci 


v 


ref|NR_025494.1 
e; Streptomyceta 
ref |NR_025493.1 
e 1773034 177448 
mycetales; Strep 


ref|NR_025492.1 

1774532 177597 
etales; Streptom 
ref|NR_025488.1 


7 Mi 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Desulfotignum 

6 Desulfotignum 
Desulfobacteraceae; 


’ 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 


neae; Dermabacteraceae; 


Streptomyces arenae 


83 Streptomyces arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Streptomyces 
9 Streptomyces 


ycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
crococcaceae; 


; Citricoccus. 


ref|NR_025424.1 
1873541 187493 


Arthrobacter 
6 Arthrobacter 


199030 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; 


Actinomycetaceae; 


199030 Bacteria_16S 
foliorum strain P 
foliorum Bacteria 


Microbacterium. 


199030 Bacteria_16S 


strain DSM 176 16 
Proteobacteria; 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


199030 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


199030 Bacteria_16S 


strain DSM 43030 


Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


199030 Bacteria_16S 


strain PK-Blue 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


199030 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


199030 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. 


Clostridiaceae; C 


199030 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


199030 Bacteria_16S 


strain LBB1 16S r 
Proteobacteria; A 


199030 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


199030 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


199030 Bacteria_16S 
16S ribosomal RNA, partial sequence 2449732 24511 


strain KCTC 3666 
Firmicutes; Bacil 


199030 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


199030 Bacteria_16S 


strain A3.12 16S 


Proteobacteria; D 


199030 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


Clost 
199030 Bacteria_16S 
radicidentis stra 
radicidentis Bact 


G 
199030 Bacteria_16S 


1883983 1883906 2 79 gi 


ridia; Clostridiales; Veillonellaceae; S 
1932555 1932498 12 69 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1949238 1949177 12 73 gi 
333/02 16S ribosomal RNA, partial seq 


Actinobacteria; Actinobacteridae; Ac 


al 


v 


, 


2025413 2025368 12 
S ribosomal RNA, 
ammaproteobacteria; Chromatiales; Chro 
2057599 2057538 12 73 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2059138 2059077 12 73 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2111002 2110941 12 


56 gi 


ma 


s 


v 


s 
cage A 


’ 


73 gi 
Stre 
2159312 2159239 10 83 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


pt 


p 
ob 


2168467 2168406 12 73 
S ribosomal RNA, partial sequence 


gi 


Stre 
2261119 2261058 12 73 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

2268941 2268892 2 
osomal RNA, partial sequence 


pt 


ia 
te 


’ 


51 gi 


lales; Thermoactinomycetaceae; Laceyella 
2453968 2453888 2 83 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2533989 2533940 2 51 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2548586 2548518 12 81 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 


1 
ti 


B 


oc 


199030 Bacteria_16S 


219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878229 
ue 
ti 


nce 


219878179 
complete sequence 2024259 20257 


tiaceae; 


219878153 


equence 


Actinomyc 


219878152 


equence 
dae; 


219873436 
16S ribosomal RNA, partial sequence 2109822 21113 
omycinea 
219857629 
artial s 


acteria; 


219857623 
2167280 21687 
omycinea 
219857559 
1 sequen 
ridae; Actin 


219857554 
2267708 22692 


219857417 
sequence 
nomyceta 
219857355 
2532800 25342 
acteriov 
219857345 


25473 
caceae; 


2563884 2563843 10 51 gi 


219857335 


poromusa. 
219878240 
sequenc 
Actinomy 


nomyceta 


Act 


ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 


ref|NR_025379.1| Actinomyces 
e 1931360 1932760 Actinomyces 
cetales; Actinomycineae; 


ref|NR_025368.1 
1948071 194955 
les; Micrococcin 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Isochromatium buderi 
buderi Bacteria; 


ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref |NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
etales; Streptomycineae; 


ref|NR_025291.1 
2057971 205946 
inomycetales; St 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025218.1] Paracoccus 

equence 2158194 2159597 Paracoccus 


Rhodobacterales; Rhodobacteraceae; 


ref|NR_025250.1 


Streptomyces speibonae 
69 Streptomyces speibonae Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025147.1| Streptomyces 

ce 2259931 2261452 Streptomyces 
omycetales; Streptomycineae; 


ref |NR_025212.1 


ref|NR_025142.1| Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 


eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 
2326462 2326381 2 83 gi|219857512|ref|NR_025100.1| Clostridium 
p- leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


lostridium. 
2332421 2332380 10 51 gi|219857508|ref|NR_025096.1| Helicobacter 
NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
ia; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
2341416 2341343 10 83 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
ibosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 
2356596 2356555 10 51 gi|219857490|ref|NR_025078.1| Desulfovibrio 
s strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
s Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
ae; Desulfovibrio. 
2416013 2415972 10 51 gi|219857450|ref|NR_025038.1| Desulfovibrio 
HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
ia; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
2450891 2450811 2 83 gi|219857419|ref|NR_025007.1| Laceyella putida 


92 Laceyella putida Bacteria; 


ref|NR_025005.1 
2452794 245426 

ceae; Thermoflavimicrobium. 

ref|NR_024943.1| Peredibacter starrii 

56 Peredibacter starrii Bacteria; 

oracaceae; Peredibacter. 

ref |NR_024933.1| Desulfosporosinus 

74 2548878 Desulfosporosinus meridiei 

Desulfosporosinus. 

ref |NR_024923.1| Helicobacter 


Thermoflavimicrobium 
8 Thermoflavimicrobium 


mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 


mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 


199030 Bacteria_16S 2565395 2565314 2 83 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

199030 Bacteria_16S 2642253 2642204 2 51 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

199030 Bacteria_16S 2672286 2672245 10 51 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

199030 Bacteria_16S 2768196 2768128 2 71 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

199030 Bacteria_16S 2894716 2894655 12 73 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
199030 Bacteria_16S 2896211 2896150 12 73 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
199030 Bacteria_16S 2897705 2897644 12 73 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

199030 Bacteria_16S 2956854 2956793 12 73 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

199030 Bacteria_16S 2958312 2958251 12 73 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

199030 Bacteria_16S 2959773 2959712 12 73 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

199030 Bacteria_16S 2981210 2981149 12 73 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 3034344 3034263 2 83 gi|219846900|ref|NR_026492.1] Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 3044996 3044935 12 73 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

199030 Bacteria_16S 3069154 3069093 12 73 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

199030 Bacteria_16S 3108232 3108159 10 83 gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum 
strain N2 16S ribosomal RNA, complete sequence 3107102 3108515 Rhodovulum robiginosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

199030 Bacteria_16S 3112713 3112664 2 51 gi|219846847|ref|NR_026439.1| Desulfobacter 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
199030 Bacteria_16S 3115776 3115715 12 73 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

199030 Bacteria_16S 3144293 3144220 10 83 gi|219846826|ref|NR_026418.1| Sulfitobacter 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

199030 Bacteria_16S 3151870 3151829 10 51 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

199030 Bacteria_16S 3159668 3159619 2 1 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain F1F6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 


arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Sulfurospirillum. 


199030 Bacteria_1 
strain Ekho Lake- 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
199030 Bacteria_1 
strain DG-1 16S r 
Clost 
199030 Bacteria_1 
vietnamensis stra 
vietnamensis Bact 


Firmicutes; 


Desulfovibrio. 


199030 Bacteria_16S 


strain DSM 7083 1 


nesterenkovii Bac 
Dermabacteraceae; 


199030 Bacteria_16S 
alimentarium stra 
alimentarium Bact 


Dermabacteraceae; 


199030 Bacteria_16S 
spinosum strain D 
spinosum Bacteria 


Verrucomicrobium. 


199030 Bacteria_16S 


strain DSM 2062 1 


strain DSM 20167 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


199030 Bacteria_1 


strain DSM 20315 


strain DSM 20550 


strain DSM 20546 


strain DSM 20545 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


199030 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


199030 Bacteria_16S 


strain DSM 20425 


strain DSM 20145 
Actinobacteria; A 


199030 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


199030 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


199030 Bacteria_16S 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 


6S 3164084 3164011 10 83 gi 
172 16S ribosomal RNA, partial sequence 
6S 3203702 3203625 2 79 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
6S 3314230 3314189 10 51 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


gi 


3356876 3356815 12 73 gi 


3358440 3358379 12 73 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3360004 3359943 12 73 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3364682 3364633 2 51 gi 
SM 4136 16S ribosomal RNA, partial seq 


; Verrucomicrobia; Verrucomicrobiae; V 


am 
e; 


, 


3394832 3394779 19 72 


gi 


oc 


3400913 3400852 12 73 gi 


oc 
6S 3450189 3450128 12 73 gi 
16S ribosomal RNA, complete sequence 


acteria; Actinobacteridae; Actinomycetal 


6S 3453319 3453258 12 73 gi 


oc 


6S 3456374 3456313 12 73 gi 


oc 


6S 3462439 3462378 12 73 gi 


oc 


6S 3465485 3465424 12 73 gi 


oc 
3471575 3471514 12 73 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


3480676 3480615 12 73 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3503257 3503204 19 


1 


72 gi 


oc 


3506319 3506258 12 73 gi 


219846813 


ho 
219846786 
3202501 32039 
s 
219846711 
eq 
ri 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 
nesterenkovii str 


oc 
219846678 


219846677 
s 


219846674 
uence 
errucomicr 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_1 219846610 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_1 219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_1l 219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_1 219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 219846595 
Actinomyc 
219846589 
Actinomyc 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
199030 Bacteria_16S 219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 

3507837 3507776 12 73 gi|219846571|ref|NR_026163.1 
DSM 20166 16S ribosomal RNA, partial sequence 3506673 350814 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 

3509358 3509297 12 73 gi|219846570|ref|NR_026162.1 
in DSM 20638 16S ribosomal RNA, partial sequence 3508192 350966 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
; Microbacterium. 

3510878 3510817 12 73 gi|219846569|ref|NR_026161.1 


ref|NR_026405.1 
61 3164378 Roseo 
aceae; Roseovar 
ref|NR_026378.1 


31629 
dobacter 


poromusa. 
ref |NR_026303.1 

3313036 331453 
fovibrionales; 


uence 
a; Desul 


ref |NR_026271.1 


occineae; Dermabacterace 
ref|NR_026270.1 
sequence 3357257 335877 
Actinomycetales; Microc 


ref |NR_026269.1 
3358821 336033 
cetales; Microco 


equence 
Actinomy 


ref |NR_026266.1 
3363492 336498 
obiales; Verruco 


ref|NR_026241.1 


; Brevibacteriac 
ref |NR_026237.1 
13 Arthrobacter 
occineae; Micrococcacea 
ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


occineae 


34490 
es; Stre 


ref|NR_026200.1 


; Micrococcaceae 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref |NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref |NR_026187.1 

3470399 347186 
etales; Micrococ 


occineae 


occineae 


occineae 


occineae 
equence 
ref|NR_026181.1 


3479494 348091 
etales; Actinomy 


sequence 


ref|NR_026166.1 


evibacteriac 
NR_026164.1 


occineae; Br 


ref 


V 
i 


D 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Verrucomicrobium 
3 Verrucomicrobium 


microbiaceae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Arthrobacter sulfureus 


sulfureus Bacteria; 
e: 


Arthrobacter. 
Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


v 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Arthrobacter agilis 


agilis Bacteria; 


v 


Arthrobacter. 
Arthrobacter ramosus 


ramosus Bacteria; 


, 


Arthrobacter. 
Arthrobacter pascens 


pascens Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Actinomyces 
5 Actinomyces 


cineae; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


3509716 351118 


Microbacterium 
5 Microbacterium 


imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


199030 Bacteria_16S 
stercorarium subs 


3582520 3582439 2 83 gi 


p. 


thermolacticum strain TX41 16S ribo 


219846521 
somal RNA, 


Clostridium 
e 3581316 3582832 


ref 
par 


NR_026113.1 
tial sequenc 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; 


Bacteria; 


thermocarboxydus 
thermocarboxydus 


Streptomycetaceae 
199030 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
199030 Bacteria_16S 
strain E-37 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
199030 Bacteria_16S 
atramentaria stra 
atramentaria Bact 
Thermomonosporace 
199030 Bacteria_16S 


strain ATCC 29543 
Bacteria; 


Helicobacter. 


199030 Bacteria_16S 
strain 7 16S ribo 
Clost 
199030 Bacteria_16S 


Clostridia; 


strain Q-1 16S ri 
Bacteroidetes; Ba 


199030 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


199030 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


199030 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


199030 Bacteria_16S 


thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


199030 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


199030 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; Sp 


199030 Bacteria_16S 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


Cc 
199030 Bacteria_16S 
gingivalis strain 
gingivalis Bacter 
199030 Bacteria_16S 
strain MIT 95-170 
Proteob 
199030 Bacteria_16S 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


Proteob 
199030 Bacteria_16S 
acinonychis strai 
acinonychis Bacte 


lostridium. 


3607210 3607142 11 79 gi 
Bacteroidetes; Flavobacteria; 
3635681 3635640 10 51 gi 


7 16S ribosomal RNA, partial sequence 


ia; 


3638720 3638659 12 73 gi 


; Streptomyces. 


3640272 3640211 12 73 gi 


; Streptomyces. 


3717527 3717454 10 83 
ibosomal RNA, partial sequence 


gi 


3733910 3733857 12 65 gi 
in SF2197 16S ribosomal RNA, partial s 


Actinomadura. 

3818140 3818091 2 51 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3821190 3821149 10 51 gi 


ae; 


3834773 3834716 12 69 gi 
ridiales; Ruminococcaceae; 
3863544 3863472 7 79 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3869620 3869571 2 SL gi 
in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 
3919982 3919921 12 73 gi 
16S ribosomal RNA, complete sequence 
Stre 
3921563 3921502 12 73 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


3923144 3923083 12 73 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3936885 3936812 10 83 gi 
in THI 011 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


v 


3966476 3966419 11 68 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


4007712 4007663 1 50 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
4059155 4059094 12 73 gi 
rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
itricoccus. 


gi 


199030 Bacteria_16S 


4097014 4096965 1 50 gi 


ATCC 33624 16S ribosomal RNA, partial 
Flav 


acteria; Epsilonproteobacteria; Campyl 


rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 


eria; Actinobacteria; Actinobacteridae 


n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


219846502 
sequence 
obacterial 
219846482 
36345 
ob 
219846480 
sequence 
idae; Acti 


219846479 
re 


acteridae; 


219846425 


3716418 37177 


hodobacter 
219846412 
equence 

; Actinomy 
219846351 
38169 
obacterale 
219846349 
rtial sequ 
eria; Camp 


219846339 


somal RNA, partial sequence 3833603 3835009 Rumin 
Ruminococcu 


s. 
219846320 


3862330 38638 


e; Rikenel 
219846316 
nce 38684 
obacterale 
219846281 
39187 
ptomycinea 
219846280 
39203 
ales; Stre 
219846279 
te sequenc 
Actinomyc 


219846268 
sequence 
ria; Rhodo 


219846248 
sequence 


a; Sphingo: 


219846218 


4006528 40080 


lobacteria 
219846181 
ial sequen 
ae; Actino 


v 


219846155 


ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 


ornithinivorans B 
Algoriphagus. 


acteria; Bacteroidetes; Sphingobacteri 


a; Sphingo 


acterale 


ial sequ 


ref |NR_026094.1 
3606022 360747 
es; Flavobacteri 
ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref |NR_026072.1 

3637554 363905 
nomycetales; Str 


Capnocytophaga 

4 Capnocytophaga 

aceae; Capnocytophaga. 
Helicobacter rodentium 

bacter rodentium 

ceae; Helicobacter. 
Streptomyces 

3 Streptomyces 

eptomycineae; 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


, 


ref|NR_026016.1| Sagittula stellata 
90 Sagittula stellata Bacteria; 
aceae; Sagittula 
ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


Actinomadura 
0 Actinomadura 
sporangineae; 


ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref|NR_025940.1 
ence 382000 
ylobacterales; H 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter 
8 3821492 Helicobacter 
elicobacteraceae; 


Ruminococcus albus 
Bacteria; Firmicutes; 


ref 
ococ 


NR_025929.1 
cus albus 7 


ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 

la. 
ref|NR_025906.1 
19 3869879 Arcoba 
s; Campylobacter 
ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


Arcobacter 

cter nitrofigilis 
aceae; Arcobacter. 
Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


ref|NR_025869.1| Streptomyces 
e 3921948 3923478 Streptomyces 
etales; Streptomycineae; 


ref|NR_025858.1 
3935756 393713 
bacterales; Rhod 


Paracoccus 
9 Paracoccus 
obacteraceae; 


NR_025838.1 
3965346 396678 
monadales; Sphin 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 
ref|NR_025808.1| Algoriphagus marincola 
03 Algoriphagus marincola Bacteria; 
ceae; Algoriphagus. 

ref|NR_025771.1| Citricoccus 

ce 4057969 4059448 Citricoccus 

mycetales; Micrococcineae; 


ref|NR_025745.1| Algoriphagus 
4095844 4097268 Algoriphagus 
bacteriales; Cyclobacteriaceae; 


199030 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
199030 Bacteria_16S 


4098500 4098451 1 


Bacteroidetes; 
4099956 4099907 1 


mannitolivorans strain JC2050 16S ribosomal RNA, partial 
Sphingobacteria; 


mannitolivorans Bacteria; 
Algoriphagus. 
199030 Bacteria_16S 4113580 4113527 19 
permense strain VKM Ac-2280 16S 
permense Bacteria; 
Brevibacterium. 
199030 Bacteria_16S 


Bacteroidetes; 


4121134 4121081 19 


strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


199030 Bacteria_16S 4127249 4127188 12 


strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


199030 Bacteria_16S 
delicatus strain 
delicatus Bacteria; 
Sulfitobacter. 
199030 Bacteria_16S 


4167301 4167228 10 


4168783 4168710 10 


strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter 
Rhodobacteraceae; 


Proteobacteria; Alphaproteobacteria; 
199030 Bacteria_16S 


4188718 4188669 2 


strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 41889 
Spirochaetales; Brachyspiraceae; Brachyspira. 


Spirochaetes; 


199030 Bacteria_16S 4205263 4205202 12 


Rhodobacterales; 


50 gi 


JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


50 gi 


72 gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


72 gi 


73 gi 


41 


83 gi 


KMM 3584 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


83 gi 


51 gi 


73 gi 


219846154 


Sphingobacteriales; 


219846153 


219846142 
sequence 


219846137 


219846132 


219846102 


219846101 


219846084 


219846072 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 4228090 4228022 2 
strain Y10-2 16S 
Bacteroidetes; Flavobacteria; 


199030 Bacteria_16S 75433 75385 2 


ribosomal RNA, partial sequence 
Flavobacteriales; 


70 gi 


50 gi 


phaeovibrioides strain 2631 16S ribosomal RNA, partial 


phaeovibrioides Bacteria; 
Chlorobium. 
199030 Bacteria_16S 
strain Z-7937 16S 
Firmicutes; Clostridia; 
199030 Bacteria_16S 


Chlorobi; 


91717 91677 12 
Halanaerobiales; 


294708 294660 2 


Chlorobia; 


ribosomal RNA, partial sequence 


52 gi 


90 


Halobacteroidaceae; 


50 gi 


Chlorobiales; 


219846050 


4226906 42283 
Flavoba 


265679014 
sequence 


265679002 
540 92000 


265678864 


vibrioformis strain 6030 16S ribosomal RNA, partial sequence 


vibrioformis Bacteria; 
199030 Bacteria_16S 


Chlorobi; 
306808 306752 12 


strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 


199030 Bacteria_16S 311408 311340 2 


strain HO14 16S ribosomal RNA, partial sequence 
Spirochaetaceae; Borrelia; 


Spirochaetes; Spirochaetales; 
199030 Bacteria_16S 323500 323441 19 
strain H168 16S ribosomal RNA, 
Firmicutes; Clostridia; 
199030 Bacteria_16S 


Halanaerobiales; 
349579 349520 12 


strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 425682 425634 2 
F89 16S ribosomal RNA, partial sequence 
Flavobacteria; Flavobacteriales; 


199030 Bacteria_16S 436527 436467 12 


Chlorobia; 


complete sequence 


Flavobacteriaceae; 


Chlorobiales; 


68 gi 


putterlickiae strain F18-98 16S ribosomal RNA, partial 


putterlickiae Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Kitasatospora. 
199030 Bacteria_16S 540521 540469 19 
variabile strain 
Bacteria; Firmicutes; 
199030 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; Sphingobacteria; 
199030 Bacteria_16S 


Clostridia; 
571125 571077 2 


602545 602497 2 


Clostridiales; 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


50 gi 


50 gi 


265678856 


plasmataceae; Neorickettsi 
70 gi| 265678853 |ref|NR_029159.1 
310195 311687 Borrelia 
Borrelia burgdorferi gro 
79 gi| 265678845 |ref|NR_029150.1 
322285 32381 
Halanaerobiaceae; Halothermothrix. 
71 gi| 265678825 |ref|NR_029130.1 
348412 349877 Agromy 
ococcineae; Microbacteriac 
50 gi|265678771|ref|NR_029076.1 
424476 425990 Formosa algae Bacteri 
Formosa. 
72 gi|265678764|ref|NR_029069.1 
sequence 435340 436871 
e; Actinomycetales; Strept 
71 gi| 265678692 |ref|NR_028997.1 


BI 114 16S ribosomal RNA, partial sequence 53938 
Ruminococcaceae; 


265678672 


569932 57142 
Sphingobacteriaceae; 


265678651 


sequence 
Sphingobacteriales; 


214 


26077 4127564 Streptomyces 
Streptomycineae; Streptomycetaceae; 


Rhodobacterales; 


Actinomycetales; 


Chlorobiaceae; 


Chlorobiaceae; 


ref |NR_025744.1 


ref |NR_025743.1 


ref |NR_025732.1 


ref|NR_025727.1 


ref|NR_025722.1 


ref |NR_025692.1 


166170 416759 


rs 


ref |NR_025691.1 


ref|NR_025674.1 


ref |NR_025662.1 
4204078 420556 


ref |NR_025640.1 

Aequorivita. 

ref |NR_029322.1 
74295 75601 


ref|NR_029310.1 


293547 295005 
Prosthec 


ref |NR_029162.1 


4 540811 Subdol 
ref|NR_028977.1 


Pedobact 


Subdoligranulum. 


Algoriphagus 


4097319 4098745 Algoriphagus 
Cyclobacteriaceae; Algoriphagus. 


Algoriphagus 


4098796 4100171 Algoriphagus 
Cyclobacteriaceae; 


Brevibacterium 


4112427 4113885 Brevibacterium 
Micrococcineae; 


Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 
; Brevibacteriaceae; 


Brevibacterium. 
Streptomyces africanus 


africanus Bacteria; 


Streptomyces. 
Sulfitobacter 
8 Sulfitobacter 


Rhodobacteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 


Sulfitobacter. 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Streptomyces 
5 Streptomyces 


Streptomycineae; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 
cteriaceae; 


Chlorobium 
Chlorobium 


Chlorobium/Pelodictyon group; 


Natroniella acetigena 


Natroniella acetigena Bacteria; 
Natroniella. 


Prosthecochloris 
Prosthecochloris 
ochloris. 

Neorickettsia risticii 
risticii Bacteria; 

a. 

Borrelia japonica 


japonica Bacteria; 


up. 
Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 

Formosa algae strain 
a; Bacteroidetes; 


Kitasatospora 
Kitasatospora 


omycineae; 


Subdoligranulum 
igranulum variabile 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 


ref|NR_028956.1 


Gelidibacter 


mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 


Bacteria; Bacteroidetes; Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae; 


Geli 


dibacter. 


199030 Bacteria_16S 636097 636037 12 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 637628 637568 12 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 
strain CMS90 16S 


646965 646905 12 


199030 Bacteria_16S 745172 745124 2 


strain LAl 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 


199030 Bacteria_16S 817798 817754 12 


shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


Bacteria; Firmicutes; 
199030 Bacteria_16S 


Clostridia; 
864903 864836 2 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


72 gi 


72 gi 
72 gi 
50 gi 
56 gi 


69 gi 


Flavoba 


Halo 


265678627 


265678626 


265678620 


645783 64725 


ococcineae; Micrococcaceae; Arthrobacter. 


265678550 


744001 745418 Psychroflexus 
cteriaceae; 


265678501 


265678469 


ruestringensis strain Bl 16S ribosomal RNA, partial sequence 


ruestringensis Bacteria; 
199030 Bacteria_16S 


Bacteroidetes; 
969161 969101 12 


Flavobacteria; 


72 gi 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
199030 Bacteria_16S 1115014 1114954 12 
strain I-132 16S ribosomal RNA, 


199030 Bacteria_16S 1137655 1137595 12 
CMS 81 16S ribosomal RNA, 
Actinobacteridae; 
199030 Bacteria_16S 1160359 1160303 12 
acetoxidans DSM 771 16S 
DSM 771 Bacteria; Firmicutes; 
199030 Bacteria_16S 1174089 1174022 11 
ochracea DSM 7271 
7271 Bacteria; Bacteroidetes; 
199030 Bacteria_16S 
efficiens YS-314 


1257061 1256997 7 


Corynebacterium. 


199030 Bacteria_16S 1346556 1346496 12 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Kine 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


Clostridia; 


72 gi 


72 gi 


1136447 1137959 Leifsonia 


68 gi 


ribosomal RNA, partial sequence 
Clostridiales; 


78 gi 


16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 


FL gi 


72 gi 


1113840 11153 


253680765 


16S ribosomal RNA, partial sequence 1255896 12573 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


228720938 


ococcineae; 


ococcineae; 


bacteroidaceae; 


Flavobacteriales; 


ref|NR_028932.1 


ref|NR_028931.1 


ref |NR_028925.1 


ref|NR_028854.1 
Psychroflexus. 


ref|NR_028804.1 


ref|NR_028772.1 
863710 865135 


ref|NR_028013.1 


ref|NR_027599.1 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
Intrasporangiaceae; 


Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
Intrasporangiaceae; 


Knoellia. 
Arthrobacter roseus 


9 Arthrobacter roseus Bacteria; 


Psychroflexus tropicus 
tropicus Bacteria; 


Selenihalanaerobacter 


816581 817998 Selenihalanaerobacter shriftii 
Selenihalanaerobacter. 


Muricauda 
Muricauda 


Flavobacteriaceae; Muricauda. 


265678398|ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 
Actinomycetales; Streptomycineae; 
265678299|ref|NR_028600.1| Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
osporiineae; Kineosporiaceae; Kineosporia. 


Leifsonia aurea strain 


aurea Bacteria; Actinobacteria; 


obacteriaceae; Leifsonia. 
228721485|ref|NR_027608.1| Desulfotomaculum 
1159166 1160688 Desulfotomaculum acetoxidans 
Peptococcaceae; Desulfotomaculum. 
228719222|ref|NR_027581.1| Capnocytophaga 
1172900 1174354 Capnocytophaga ochracea DSM 
Flavobacteriaceae; Capnocytophaga. 
219857144|ref|NR_024772.1| Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacterineae; C 


orynebacteriaceae; 


Brachybacterium 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brachybacterium. 
199030 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 

199030 Bacteria_16S 1556724 1556664 12 
paranensis strain 


1454067 1454007 12 


72 gi 


strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


i2 gi 


HKI 0190 16S ribosomal RNA, partial sequence 


paranensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
199030 Bacteria_16S 1558218 1558158 12 
terrestris strain 


72 gi 


HKI 0186 16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
199030 Bacteria_16S 1559712: 1559652.12 
gansuensis strain 


72 gi 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 

199030 Bacteria_16S 1577738 1577670 12 
papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; 
199030 Bacteria_16S 1716561 1716513 2 
strain AJ2502 16S 
Bacteroidetes; Sphingobacteria; 


199030 Bacteria_16S 1719637 1719589 2 


strain A37 16S ribosomal RNA, partial sequence 
Sphingobacteriales; 


Bacteroidetes; Sphingobacteria; 


199030 Bacteria_16S 1748566 1748522 8 


2782 16S ribosomal RNA, 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


80 gi 


50 gi 
50 gi 


52 gi 


224581418 


219846194 


219846193 


219846192 


HKI 0314 16S ribosomal RNA, partial sequence 


219846510 


complete sequence 15765 


Clostridiales; Clostridiaceae; 


219878397 


1715372 17168 
Sphingobacteriaceae; 


219878395 


1718445 17199 
Sphingobacteriaceae; 


219878375 


strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 17488 


Firmicutes; 
199030 Bacteria_16S 


1763809 1763749 12 


paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales; Veillonellaceae; 


2. gi 


Megamonas 
219878363 


1 sequence 
ridae; Actinomycetales; Mi 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Micrococcineae; 


ref |NR_027199.1 
1452894 145438 


ref|NR_025784.1 
1555586 155703 
Streptomy 


ref |NR_025783.1 
1557082 155852 
Streptomy 


ref|NR_025782.1 
1558576 156000 
Streptomy 


ref |NR_026102.1 
77 1578067 Clostr 
ref|NR_025536.1 
Pedobact 
ref|NR_025534.1 
Pedobact 


ref|NR_025514.1 


Clostridium. 


Dermabacteraceae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 


cineae; 


Clostridium 
idium papyrosolvens DSM 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


ref|NR_025502.1 


176264 


Brachybacterium 
5 1764116 Brachybacterium 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; 


199030 Bacteria_16S 


saalensis strain 


Brachybacterium. 
1768231 1768159 12 83 gi 


ZF2 16S ribosomal RNA, partial sequence 


219878359 


ref |NR_025498.1 


17670 


Sedimentibacter 


74 1768507 Sedimentibacter saalensis 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

199030 Bacteria_16S 1799894 1799834 12 72 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

199030 Bacteria_16S 1958245 1958185 12 72 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 


strain CF-25 16S 


ribosomal RNA, partial sequence 


1957067 19585 


65 Arthrobacter 


luteolus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
199030 Bacteria_16S 2247231 2247171 12 72 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

199030 Bacteria_16S 2329378 2329322 12 68 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

199030 Bacteria_16S 2347473 2347413 12 72 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

199030 Bacteria_16S 2348982 2348922 12 72 gi|219857495|ref|NR_025083.1| Arthrobacter 


methylotrophus st 
methylotrophus Ba 
Micrococcaceae; Arthrobacter. 
199030 Bacteria_16S 


galactanivorans s 
galactanivorans B 


199030 Bacteria_16S 


sublithincola str 
sublithincola Bac 


199030 Bacteria_16S 


sapomandens strai 
Sapomandens Bacte 


199030 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobacter. 
199030 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


199030 Bacteria_16S 


albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 


199030 Bacteria_16S 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 


199030 Bacteria_16S 


strain KMM 3677 1 
Bacteroidetes; Fl 


199030 Bacteria_16S 


strain KMM 3676 1 
Bacteroidetes; Fl 


199030 Bacteria_16S 


strain KMM 3526 1 
Bacteroidetes; Fl 


199030 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


2393090 2393023 2 69 gi 
train Dsij 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Flavobacteria; 
2423736 2423688 2 50 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2429582 2429518 19 83 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2517279 2517219 12 72 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


se 
F 


s 
la 


se 
al 


se 


2518769 2518709 12 72 gi 
in CN 732 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

2553032 2552972 12 72 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 
2554593 2554533 12 72 gi 
L 415 16S ribosomal RNA, complete sequen 
acteria; Actinobacteridae; Actinomycetal 


2684479 2684412 2 69 gi 
Flavobact 


gi 


avobacteria; Flavobacteriales; 


2685921 2685854 2 69 


Flavobact 
gi 


avobacteria; Flavobacteriales; 
2687390 2687323 2 69 


199030 Bacteria_16S 


cineracea strain 


cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


rain TGA 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


219857465 


219857443 


219857438 


219857366 
idae; 


219857365 


219857342 


219857341 


219857200 
6S ribosomal RNA, partial sequence 2683309 26847 


219857199 
6S ribosomal RNA, partial sequence 2684767 26861 


219857198 
6S ribosomal RNA, partial sequence 2686201 26876 


2347826 23492 
Actinomycetales; 


8 


ref|NR_025053.1 
quence 2391886 239336 
lavobacteriales; Flavoba 
ref|NR_025031.1 

2422553 242399 
iales; Flavobact 
ref|NR_025026.1 

2428395 242981 
Peptococcaceae; Desu 
ref |NR_024954.1 

2516115 251756 
Actinomycetales; Mic 


equence 
vobacter 


quence 
es; 


quence 


ref|NR_024953.1 
uence 2517611 251909 
Actinomycetales; Strepto 


ref |NR_024930.1 
53 2553362 Strept 
str 


25518 
es; Streptomycineae; 
ref |NR_024929.1 
13 2554923 Strept 
Streptomycineae; Str 


ce 25534 
es; 
ref |NR_024828.1 


Zobellia. 
NR_024827.1 


eriaceae; 
ref 


Zobellia. 
NR_024826.1 


eriaceae; 
ref 


SK-3255 16S ribosomal RNA, 


4 Arthrobacter 


Micrococcineae; 


Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 
Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 


eptomycetaceae; 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

2712713.2772713 12 72 gi|219857136|ref|NR_024764.1| Streptomyces 
JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

2843734 2843674 12 72 gi|219856895|ref|NR_024714.1| Kitasatospora 


complete sequence 


Streptomycetaceae; Kitasatospora. 


2842551 2844065 Kitasatospora 
Streptomycineae; 


199030 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S 


199030 Bacteria_16S 
salinarius strain SG3903 16S ribosomal RNA, partial seq 


salinarius Bacter 


199030 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


199030 Bacteria_16S 


tyrofermentans st 


tyrofermentans Bacteria; Actinobacteria; Actinobacterid 


Dermabacteraceae; 


199030 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


199030 Bacteria_16S 


strain DSM 20119 


2845308 2845240 2 

1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
3130857 3130817 12 52 gi 


70 gi 


ia; Firmicutes; Clostridia; Halanaerob 

3249154 3249075 2 81 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3355317 3355257 12 72 gi 


rain CNRZ 926 16S ribosomal RNA, compl 


Brachybacterium. 


3375179 3375139 12 52 gi 


ridia; Halanaerobiales; 


3402439 3402379 12 72 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 


strain DSM 20138 


3403977 3403917 12 72 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 


histidinolovorans 
histidinolovorans 


3405507 3405447 12 72 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


199030 Bacteria_16S 


strain DSM 20116 


3407034 3406974 12 72 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


199030 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


3448622 3448562 12 72 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 

3460917 3460857 12 72 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


’ 


Micrococcaceae; Arthrobacter. 


199030 Bacteria_16S 


polychromogenes s 
polychromogenes B 


3463961 3463901 12 72 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


199030 Bacteria_16S 


crystallopoietes 
crystallopoietes 


3468529 3468469 12 72 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 


199030 Bacteria_16S 


strain DSM 20133 


3470055 3469995 12 72 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


199030 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


199030 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


199030 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


199030 Bacteria_16S 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


199030 Bacteria_16S 


strain OS-3256 16 
Actinobacteria; A 


199030 Bacteria_16S 
filamentus strain 215 16S ribosomal RNA, partial sequence 


Bacteria; Bactero 


3485168 3485108 12 72 


gi 
Stre 
3486735 3486675 12 72 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3605673 3605606 11 78 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; Flavobact 


, 


3641835 3641775 12 72 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
; Kitasatospora. 

3643367 3643307 12 72 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3644899 3644839 12 72 

S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3681555 3681507 2 50 


’ 


v 


gi 


Stre 
gi 


idetes; Flavobacteria; Flavobacteriale 


219856894 


2844116 2845615 Borre 
orferi g 


gd 
219846835 
uence 

iales; Hal 
219846755 


3247999 32493 
ostridiu 


e1 

219846680 
et 
ae 


v 


219846667 


6S ribosomal RNA, partial sequence 3374001 33754 
Halobacteroida 


ceae; 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 
occineae 


oc 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 
occineae 


oc 

219846642 
ar 
ridae; 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 


ococcineae 

219846611 
sequence 

Actinomyce 


219846602 
te sequenc 
ae; Actino 


’ 


219846600 
tial seque 
dae; Actin 


219846597 
rtial sequ 


idae; Acti 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 
219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
199030 Bacteria_16S 


ptomycinea 

219846585 
sequence 

Actinomyc 


219846503 
sequence 
eria; 


219846478 
quence 
e; 


219846477 
sequence 
Actinomyc 


219846476 


3643713 36451 


ptomycinea 
219846450 


s; Flavoba 


e sequen 
Actino: 


Oren 


tial seq 
Act 


Flav 


Actinomycet 


ref 
lia 
roup 

ref 


NR_024713.1 
sinica Bacte 
NR_026427.1 
129667 313104 
obacteroidaceae; 


ref |NR_026347.1 


Ww 


m. 
ref |NR_026272.1 
ce 3354134 335564 
mycetales; Micro 
ref|NR_026259.1 
ia. 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref |NR_026203.1 

3447437 344895 
tales; Streptomy 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref 
nce 
omyc 


NR_026192.1 
346278 
etales; Micr 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


, 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


ref|NR_026095.1 
3604483 360597 
obacteriales; Fl 


ref|NR_026070.1 
3640656 364213 
ales; Strept 


ref|NR_026069.1 
3642181 364366 
etales; Streptom 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 


Borrelia sinica strain 
ria; Spirochaetes; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Arthrobacter oxydans 


oxydans Bacteria; 


, 


Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 
Streptomyces 
2 Streptomyces 


cineae; 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 

ycineae; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 
ycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 


ref|NR_026041.1 


cteriaceae; Pola 


Polaribacter 


3680374 3681813 Polaribacter filamentus 


ribacter. 


199030 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


199030 Bacteria_16S 


strain B9 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
199030 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


199030 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; S 


acidiscabies stra 
acidiscabies Bact 


199030 Bacteria_16S 


strain KMM 6029 
Bacteroidetes; 

199030 Bacteria 
strain KMM 6017 1 
Bacteroidetes; Sp 
199030 Bacteria 
strain KMM 6020 1 
Bacteroidetes; Fl 
199030 Bacteria 
strain KMM 6034 1 
Bacteroidetes; Fl 
199030 Bacteria_ 
strain KMM 3944 
Bacteroidetes; 


Fl 


Fl 


199030 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


199030 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


199030 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


199030 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


199030 Bacteria_16S 


strain CA15-8 16S 
Actinobacteria; A 


199030 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


199030 Bacteria_16S 


strain B 5329 16S 
Actinobacteria; A 


199030 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


199030 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


199030 Bacteria_16S 


intestinale strai 
intestinale Bacte 


199030 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


199030 Bacteria_16S 


modestum strain G 
modestum Bacteria 


16S 


16S 


16S 
6S ribosomal RNA, partial sequence 3988683 39901 
eriaceae 
16S 
6S ribosomal RNA, partial sequence 4012648 40140 
eriaceae 


3702588 3702540 2 50 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
3899015 3898951 19 83 
osomal RNA, partial sequence 


gi 


gi 


3915615 3915547 2 70 

ribosomal RNA, partial sequence 
rochaetales; 
3917031 3916963 2 


gi 
70 gi 


3927886 3927826 12 
in RL-110 16S ribosomal RNA, 


72 gi 
complete 


’ 


Streptomyces. 


3982435 3982387 2 50 


gi 
avobacteria; Flavobacteriales; 


3985424 3985376 2 50 gi 


Flavoba 


Spirochaetaceae; Borrelia 


eria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; 


219846435 


3701387 37028 
eriaceae 


ct 
219846296 


3897893 38992 
dobacter 


ho 
219846284 


3914434 39158 
Borrelia 


, 


219846283 


3915851 3917216 Borre 
pirochaetaceae; Borrelia; Borrelia bur 
199030 Bacteria_16S 


gd 
219846276 
sequence 


’ 


219846237 


6S ribosomal RNA, partial sequence 3981260 39826 
Flavoba 


ct 
219846235 


6S ribosomal RNA, partial sequence 3984248 39856 


hingobacteria; Sphingobacteriales; 


3988382 3988334 2 50 gi 


Fla 


219846233 


6S ribosomal RNA, partial sequence 3987206 39886 


avobacteria; Flavobacteriales; 
3989860 3989812 2 50 gi 
avobacteria; Flavobacteriales; 
4013835 4013787 2 50 gi 
avobacteria; Flavobacteriales; Flavoba 
4016794 4016746 2 50 gi 
in KMM 3907 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 


4094082 4094015 2 69 


gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
4115115 4115067 2 50 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
4162820 4162772 2 50 


bosomal RNA, partial sequence 


154376 154309 2 69 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

162048 161969 2 81 gi 
n Catt39 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
186423 186356 12 79 gi 
ribosomal RNA, partial sequence 


gi 


199030 Bacteria_16S 


Flavoba 


Flavoba 


ct 
219846232 


ct 
219846214 


ct 

219846212 
sequence 

avobacteri 


219846157 


6S ribosomal RNA, partial sequence 4092900 40943 
eriaceae 


ct 
219846141 


6S ribosomal RNA, partial sequence 4113936 41153 
eriaceae 


Ct 
219846106 


6S ribosomal RNA, partial sequence 4161641 41630 


148511 15001 


265678960 


153188 15467 


Oxobacter. 
265678955 
quence 

ales; Clos 
265678939 


185230 18674 


proteoclasticum strain B316 16S ribosomal RNA, complete sequence 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


orferi g 


Actinomy 


eriaceae; 


mmeovirgac 


eriaceae 


ref|NR_026026.1| Gelidibacter algens 
64 Gelidibacter algens Bacteria; 

; Gelidibacter. 
ref|NR_025886.1| Ahrensia kielensis 
99 Ahrensia kielensis Bacteria; 
aceae; Ahrensia 
ref|NR_025874.1| Borrelia tanukii 

00 Borrelia tanukii Bacteria; 
burgdorferi group. 

ref|NR_025873.1| Borrelia turdi strain 
lia turdi Bacteria; Spirochaetes; 

roup. 
ref|NR_025866.1 
3926691 392822 
cetales; Strepto 


Streptomyces 
0 Streptomyces 
mycineae; 


ref|NR_025827.1| Bizionia paragorgiae 

84 Bizionia paragorgiae Bacteria; 

; Bizionia. 

ref|NR_025825.1| Roseivirga ehrenbergii 

67 Roseivirga ehrenbergii Bacteria; 

eae; Roseivirga 

ref|NR_025823.1| Aquimarina muelleri 

32 Aquimarina muelleri Bacteria; 

; Aquimarina. 

ref|NR_025822.1| Gillisia mitskevichiae 

12 Gillisia mitskevichiae Bacteria; 

; Gillisia. 

ref|NR_025804.1| Winogradskyella eximia 

79 Winogradskyella eximia Bacteria; 

; Winogradskyella. 

ref|NR_025802.1| Winogradskyella 
4015607 4017035 Winogradskyella 

ales; Flavobacteriaceae; 


’ 


ref|NR_025747.1| Arenibacter certesii 
37 Arenibacter certesii Bacteria; 
; Arenibacter. 
ref|NR_025731.1| Ulvibacter litoralis 
54 Ulvibacter litoralis Bacteria; 
; Ulvibacter. 
ref|NR_025696.1| Algibacter lectus 
67 Algibacter lectus Bacteria; 


avobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 
4200729 4200669 12 72 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 


ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
28390 28332 11 69 gi| 265679045 |ref|NR_029353.1| Coenonia anatina 
S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
49544 49485 12 71 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 
ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
149687 149648 12 51 gi|265678963|ref|NR_029271.1| Clostridium rectum 


5 Clostridium rectum Bacteria; 


ref|NR_029268.1| Oxobacter pfennigii 
7 Oxobacter pfennigii Bacteria; 


ref |NR_029263.1| Clostridium 

160899 162283 Clostridium 
tridiaceae; Clostridium. 
ref|NR_029247.1| Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

232340 232301 12 51 gi|265678908|ref|NR_029216.1| Propionigenium 
ra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

271880 271809 12 83 gi| 265678879 |ref|NR_029185.1] Clostridium 


270671 272189 Clostridium 


199030 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


199030 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


199030 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


199030 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


199030 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


199030 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


199030 Bacteria_16S 


strain R9242 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
199030 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


199030 Bacteria_16S 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


199030 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


199030 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


199030 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


199030 Bacteria_16S 


strain M343/98/2 
Actinobacteria; A 


199030 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


199030 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


199030 Bacteria_16S 


strain 3-p 16S ri 
Proteobacteria; A 


199030 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


199030 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


199030 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


199030 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


199030 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


199030 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


276459 276418 10 51 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
282445 282374 12 83 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
339079 339028 2 53 gi 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
346675 346604 12 83 gi 
osomal RNA, partial sequence 
lales; Paenibacillaceae; Brevibacillus 
348144 348073 12 83 gi 
in Logan B4029 16S ribosomal RNA, part 


gi 


eria; Firmicutes; Bacillales; Paenibac 
511604 511533 12 83 gi 

osomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
569572 569513 12 71 gi 


ribosomal RNA, partial sequence 


595102 595051 19 70 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
623846 623799 2 49 gi 
n IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

626956 626917 12 51 gi 
S ribosomal RNA, partial sequence 625 
obacteriales; Fusobacteriaceae; Ilyoba 
634573 634534 12 51 gi 
6S ribosomal RNA, partial sequence 633 
obacteriales; Fusobacteriaceae; Fusoba 
669395 669336 12 71 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 
674024 673965 12 71 gi 
16S ribosomal RNA, partial sequence 672 


lanctomycetacia; Planctomycetales; Pla 
743692 743633 10 68 gi 
bosomal RNA, partial sequence 742 
lphaproteobacteria; Rhodospirillales; 
869502 869463 12 51 gi 
"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
899651 899581 12 83 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
932079 932008 12 83 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
1101270 1101199 12 83 gi 
ribosomal RNA, partial sequence 110 
ridia; Clostridiales; Clostridiaceae; 
1166479 1166412 12 79 gi 


pelotrichi; Erysipelotrichales; Erysip 
1237569 1237498 12 83 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 


199030 Bacteria_16S 


1255538 1255467 12 83 gi 


S; 


nce 
riales; 


nce 
nibacillus. 


265678876 


275297 27676 
Helicob 


265678872 


281272 28276 
Eubacteriu 


265678832 


265678827 


345474 34689 


265678826 


ial sequen 
illaceae; 


265678711 


510382 51190 


265678673 


568394 56988 
nomycineae 


265678656 


1 sequence 
ales; 


265678636 


ial sequen 
Actinomyc 


265678634 
776 62729 


cter. 


265678628 
402 63487 


cterium. 


265678603 


al sequenc 
e; Actinomycet 


265678600 
829 67426 


ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
684466 684387 2 81 gi| 265678593 |ref|NR_028898.1 
ibosomal RNA, partial sequence 683287 68472 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
693745 693694 2 53 gi| 265678587 |ref|NR_028892.1 
ibosomal RNA, partial sequence 692571 69404 


nctomyceta 


265678551 
578 74395 


Rhodospiri 


265678466 


ial sequen 
obacteriac 


265678445 
89842 


265678424 


tial seque 
lostridial 


265678309 
0149 11015 


Clostridiu 


228720470 


somal RNA, partial sequence 1165300 1166687 Clost 
elotrichac 


219878251 


ence 12363 
spiraceae; 


219857194 


limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 


33788 
Bi 


Rumi 


ref|NR_029182.1 


acte 
ref 


raceae; Heli 
NR_029178.1 


m. 
ref |NR_029137.1 
6 339399 Bifido 
fidobacteriaceae 
ref|NR_029132.1 
2 Brevibacillus 


ref|NR_029131.1 
ce 346943 348361 
Brevibacillus. 

ref|NR_029016.1 


ref |NR_028978.1 
1 Actinobaculum 
; Actinomycetace 
ref|NR_028961.1 

593943 595404 
nococcaceae; Fae 
ref|NR_028941.1 
ce 622694 624168 
etales; Coryneba 


ref |NR_028939.1 


ref |NR_028933.1 
3 Fusobacterium 


ref |NR_028908.1 
e 668320 669706 
ales; Actino 


ref|NR_028905.1 


; Isosphaera 
NR_028855.1 


ceae 
ref 


llaceae; Rhodoci 
ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref |NR_028747.1 
7 899962 Paenib 


ref 
nce 
es; 
ref 


NR_028726.1 

930884 
Clostridiace 
NR_028611.1 


m. 
ref 
ridi 
eae. 
ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 


NR_027592.1 
um spiroform 


Helicobacter bilis 


1 Helicobacter bilis Bacteria; 


cobacter. 
Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Bifidobacterium 
bacterium saeculare 
Bifidobacterium. 
Brevibacillus reuszeri 
reuszeri Bacteria; 


’ 


Brevibacillus 
Brevibacillus 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 

Faecalibacterium 

Faecalibacterium 
calibacterium. 
Corynebacterium 
Corynebacterium 
cterineae; 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Arcanobacterium 
Arcanobacterium 


mycineae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 

Leptotrichia 
Leptotrichia 

a. 

Paenibacillus 
acillus koreensis 


Clostridium 

932385 Clostridium 
ae; Clostridium. 
Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Clostridium spiroforme 
e DSM 1552 Bacteria; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Brevibacillus 


ref |NR_024822.1 
1254345 125584 


5 Brevibacillus 


199030 Bacteria_16S 
16S ribosomal RNA, partial sequence 


1266066 1265987 2 81 gi 


219846539 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


ref 


NR_026131.1 


Clostridium grantii Al 


Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 1303640 1303569 12 83 gi|219846514|ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

199030 Bacteria_16S 1337328 1337261 16 83 gi|228721486|ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

199030 Bacteria_16S 1357170 1357091 2 81 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
199030 Bacteria_16S 1482862 1482823 12 51 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 

199030 Bacteria_16S 1491932 1491861 12 83 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 1565589 1565550 12 51 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

199030 Bacteria_16S 1568657 1568618 12 Si gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

199030 Bacteria_16S 1669279 1669220 12 TL gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
199030 Bacteria_16S 1721167 1721128 12 51 gi| 219878394 |ref|NR_025533.1| Cetobacterium somerae 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

199030 Bacteria_16S 1783341 1783302 12 gl gi|219878348|ref|NR_025487.1| Sneathia sanguinegens 
strain CCUG 41628 16S ribosomal RNA, partial sequence 1782175 1783536 Sneathia sanguinegens 
Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Sneathia. 

199030 Bacteria_16S 1832078 1832039 12 51 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

199030 Bacteria_16S 1848932 1848873 12 71 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

199030 Bacteria_16S 1911040 1910981 12 7a gi|219878256|ref|NR_025395.1]| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

199030 Bacteria_16S 1973277 1973198 2 81 gi|219878213|ref|NR_025352.1]| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 1981074 1981015 12 71 gi| 219878208 |ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

199030 Bacteria_16S 2049962 2049891 2 73 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

199030 Bacteria_16S 2060686 2060615 12 83 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

199030 Bacteria_16S 2183654 2183595 12 PE gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

199030 Bacteria_16S 2215417 2215351 10 77 gi|219857589|ref|NR_025177.1| Mycoplasma buteonis 


strain BbT2g 16S 
Tenericutes; Moll 


199030 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


199030 Bacteria_16S 
subterraneus strain 34 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2267345 2267274 12 83 gi 
ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 


2214274 22157 


219857555 
2266147 22676 


ref 


NR_025143.1 


2312799 2312728 12 83 gi 


tes; Bacillales; Bacillaceae; Geobacillu 


219857521 
2311580 2313074 Geobacillus subterraneus 


ref 


Ss. 


21 Mycoplasma buteonis Bacteria; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


NR_025109.1 


Geobacillus 


199030 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


199030 Bacteria_16S 


olearium strain S 
Bacteria; Firmicu 


199030 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


199030 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


199030 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


199030 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


199030 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


199030 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


199030 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


199030 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


199030 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


199030 Bacteria_16S 
16S ribosomal RNA, partial sequence 3066573 30679 


strain M663-98-1 
Firmicutes; Bacil 


199030 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


199030 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


199030 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


199030 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


199030 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


199030 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


199030 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


A 16S ribosomal RNA, partial sequence 


cteria; Actinobacteria; Actinobacterid 


2467578 2467507 12 83 
ribosomal RNA, partial sequence 


gi 


osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3002633 3002562 12 83 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3029766 3029687 2 81 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3031265 3031198 12 79 gi 
bosomal RNA, partial sequence 


cl 


ne 
vi 


lales; Bacillales Family XI. Incertae 
3156570 3156515 2 57 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3158141 3158070 12 83 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3224877 3224818 12 71 gi 


Se 


se 
cl 


eq 
le 


acteria; Actinobacteridae; Actinomycetal 


3274688 3274617 12 83 gi 


ridia; Clostridiales; 
3286835 3286756 2 


Eubacteriaceae; Eu 


81 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3373661 3373622 12 51 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3417599 3417540 12 al gi 
rain CIP 103149 16S ribosomal RNA, par 


qu 
al 


ti 
ae 
Actinomyces. 


199030 Bacteria_16S 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequ 
Firmicutes; 
199030 Bacteria_16S 

strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriales; 
199030 Bacteria_16S 


Bacteria; 


Fusobacteria; 


strain 743A 16S r 
Firmicutes; Clost 


199030 Bacteria_16S 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 


3445568 3445497 2 73 gi 
en 
Clostridia; Clostridiales; Veillone 


3500347 3500308 12 51 gi 


Cetoba 
gi 


Fusobacteriaceae; ct 
3596417 3596346 12 83 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 


Clostridiaceae; Cl 


219857405 
2466381 24678 


2975480 29769 


219846922 


219846904 
eq 
id 
219846903 
3030089 30315 


219846818 


219846817 


219846771 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


219846730 
16S ribosomal RNA, partial sequence 3285670 32871 
219846668 


219846633 


219846613 


219846576 


219846511 
3595254 35967 


ref|NR_024993.1 


ostridium. 
ref|NR_026514.1 
e 3001433 3002946 Brevi 
bacillus. 
ref |NR_026496.1 

3028583 303003 
lostridiaceae; 


ref |NR_026495.1 


uence 


iales; C 


Gemella 
ref 
3 
les; 


dis; A 
NR_026410.1 
155325 315690 
Peptococcac 
ref|NR_026409.1 

3156952 315844 
ospiraceae. 
ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


quence 
ostridia 


uence 
s; Lachn 


32236 
es; Acti 


ref |NR_026330.1 


bacterium. 
ref|NR_026322.1 
ostridium. 
ref |NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref |NR_026225.1 
nce 341641 
myce Actin 


ence 
es; Halo 
al seque 
Actino: 


: tales; 


ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026168.1 
73 Cetobacterium 


ce 34443 
llaceae; 


erium. 
ref|NR_026103.1 


ostridium. 


3602643 3602576 2 


69 gi 


219846505 


ref |NR_026097.1 
3601450 360294 


b 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

2505116 2505045 12 83 gi|219857379|ref|NR_024967.1| Sporobacterium 
R1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
tes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

2515774 2515703 12 83 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
somal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Caloramator. 

2566973 2566902 2 73 gi|219857290|ref|NR_024921.1| Anaeromusa 
rain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
cteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

2573051 2572980 12 83 gi| 219857286 |ref|NR_024917.1| Clostridium 
s strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
s Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

2976660 2976581 2 81 gi|219846939|ref|NR_026531.1| Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Brevibacillus 
acillus thermoruber 


Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

3032814 3032743 12 83 gi|219846901|ref|NR_026493.1| Clostridium indolis 
somal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Clostridium. 

3037393 3037314 2 81 gi| 219846898 |ref|NR_026490.1| Clostridium 
in DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3067775 3067708 12 79 gi|219846877|ref|NR_026469.1| Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Desulfotomaculum 
6 Desulfotomaculum 


Actinomyces europaeus 
myces europaeus 


nomycetaceae; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Halanaerobacter 

0 Halanaerobacter 
Halanaerobacter. 
Actinomyces 

6 3417841 Actinomyces 
omycineae; 


Succiniclasticum 
iclasticum ruminis 
m. 

Cetobacterium ceti 
ceti Bacteria; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Actinomyces 
5 Actinomyces 


hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


199030 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


199030 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


199030 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


199030 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


199030 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


199030 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


199030 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


199030 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; Clost 


199030 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


canifelinum strai 
canifelinum Bacte 


199030 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


199030 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


199030 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


199030 Bacteria_16S 


succinivorans str 
succinivorans Bac 


199030 Bacteria_16S 


ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 


199030 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


199030 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


199030 Bacteria_16S 


strain YIM 70085 
Actinobacteria; A 


199030 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


199030 Bacteria_16S 


G1212 16S ribosom 
Alphaproteobacter 


199030 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


199030 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


199030 Bacteria_16S 


strain S-743 16S 


4182668 4182629 12 51 gi 
n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 
4184151 4184080 12 83 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
22326 22276 2 52 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
54329 54263 2 68 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
70847 70797 2 52 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
134731 134670 12 72 gi 
n NC 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


329668 329600 12 80 gi 
strain JW/Z-1 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

337515 337465 2 52 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
422516 422458 12 


70 gi 


16S ribosomal RNA, partial sequence 421328 42283 


ctinobacteridae; Actinomycetales; Micr 
442706 442656 2 52 gi 
strain T16 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 


477711 477669 10 

al RNA, partial sequence 
ia; Rhodobacterales; Rhodobacteraceae; 
716069 715995 10 83 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 
765614 765544 2 72 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 


52 gi 


icutes; Acholeplasmatales; Acholeplasmat 
199030 Bacteria_16S 


21157 


476563 478023 Parac 


714920 71638 


aceae; 
219846089 
sequence 
sobacteria 
219846088 
quence 

ales; Pept 
265679049 
22626 
Propionis 
265679028 
1 sequence 
stridiales 
265679017 
quence 

diales; Ve 
265678973 
ce 13354 
ales; Micr 


265678841 
al sequenc 
tridiales; 


265678833 
quence 
Bifidobac 


265678773 


265678760 
sequence 
idae; Bifi 


265678733 


Paracoccu 
265678571 


obacteriac 
265678536 
nce 76438 
nellaceae; 


781002 780944 12 70 gi 
ribosomal RNA, partial sequence 


Achol 


eplasma. 
NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref|NR_029357.1 

Propionispira 
pira. 
ref |NR_029336.1 

53088 54587 
; Peptococcaceae 
ref|NR_029325.1 

69637 71125 
illonellaceae; S 
ref |NR_029281.1 
6 135015 Arthro 
ococcineae; Micr 


ref 


rs 


rs 


ref|NR_029146.1 
e 328486 329942 
Clostridiales F 


ref |NR_029138.1 

336318 337835 
teriales; Bifido 
ref|NR_029078.1 
; Yaniellaceae; 
ref|NR_029065.1 

441527 442954 
dobacteriales; B 


ref 
occu 
Ss. 
ref 


NR_029038.1 
s yeei Bacte 


NR_028876.1 


eae; Aminobacter 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 


265678525 


3763779 3763708 12 83 gi|219846390|ref|NR_025981.1| Butyrivibrio 
in ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
eria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

3789233 3789162 12 83 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 

3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 

3790712 3790645 12 79 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3831885 3831828 12 69 gi|219846341|ref|NR_025931.1| Ruminococcus 
in C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
tes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

3872653 3872586 12 79 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3874240 3874173 12 79 gi|219846313|ref|NR_025903.1| Gemella haemolysans 

16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

3880389 3880318 12 83 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
ridia; Clostridiales; Clostridiaceae; Caloramator. 

4025868 4025797 12 83 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
6S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

4107504 4107437 12 79 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
ibosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 


Fusobacterium 
4 Fusobacterium 
ium. 

Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Propionispira arboris 
arboris Bacteria; 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Schwartzia 
Schwartzia 
chwartzia. 
Arthrobacter 
bacter ureafaciens 
ococcaceae; 


, 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Parascardovia 
Parascardovia 


bacteriaceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
ococcineae; 


Yaniella. 
Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Mitsuokella 
kella jalaludinii 


ref|NR_028829.1 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


Acholeplasma axanthum 


779845 781307 Acholeplasma axanthum Bacteria; 


199030 Bacteria_1 
strain Chj707 16S 


Bacteroidetes; 
strain NCTC 13004 
Bacteria; 


Bacteroidetes; 


Bacteria; 


199030 Bacteria_1 
DSM 14365 16S rib 
Proteob 
199030 Bacteria_1 
niigataensis stra 
niigataensis Bact 
199030 Bacteria_16S 
aminovorans strai 
aminovorans Bacte 
199030 Bacteria_16S 
strain E58 16S ribosomal RNA, 


Bacteria; 


199030 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; 


strain ATCC 35185 
Bacteria; 


vibrioides Bacteria; 
199030 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; 


strain DSM 3132 1 
Firmicutes; 


strain CHO01A 16S 
Proteobacteria; E 


lymphophilum stra 
lymphophilum Bact 


Flavobacteria; 
199030 Bacteria_1 


Proteob 
199030 Bacteria_1 
strain II-2 16S r 
Sphingobacteria; 
199030 Bacteria_1 
DSM 20544 16S rib 


D 


Clostridia; 
199030 Bacteria_16S 


Clostridia; 
199030 Bacteria_16S 


6S 800952 800910 8 


6S 972294 972244 1 
6S 979804 979727 2 


6S 1164952 1164882 2 


Clostridia; 


6S 1210419 1210369 2 


6S 


1239077 1239003 10 


1240593 1240519 10 


1367605 1367555 1 


1405234 1405184 2 


1524971 1524921 2 


Clostridia; 
1880827 1880777 2 


Firmicutes; 


1882407 1882357 2 


1885563 1885513 2 


1935504 1935454 1 


2080544 2080494 2 


Propionibacteriaceae; Propionimicrobium. 


199030 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


strain YIM 21741 


thiooxidans strai 
thiooxidans Bacte 


2088245 2088171 10 


2229057 2229003 12 


2336905 2336863 10 


Roseinatronobacter. 


199030 Bacteria_16S 
in KCTC 9740 16S ribosomal RNA, partial 
Bacillales; 


peptonophila stra 


peptonophila Bacteria; 
199030 Bacteria_16S 


hyointestinalis s 
Campylobacterales 


pneumoniae strain 
pneumoniae Bacter 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


199030 Bacteria_16S 


2452443 2452393 2 


Firmicutes; 
2526367 2526317 1 
ubsp. 


2982742 2982692 1 


3085836 3085794 10 


3087281 3087239 10 


FKBS1 16S ribosomal RNA, 
Clostridia; 


50 


ribosomal RNA, partial sequence 
Flavobacteriales; 


51 


79 


ibosomal RNA, partial sequence 
Sphingobacteriales; 


72 


osomal RNA, partial sequence 
Firmicutes; 


52 


osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococcales; 


83 


83 


51 


complete sequence 


52 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nannocystineae; 
199030 Bacteria_16S 


52 


52 


gi 


Flavoba 


gi 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 


gi 


978631 98004 
rospiraceae; 


gi 


1163739 11652 
Clostridiales; Veillonellaceae; 


gi 


1209193 12106 


gi 


in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


Sap 


265678512 


799765 80123 
cteriaceae; 


265678396 


265678391 


228720667 


228715350 


219878163 


sequence 


219878162 


n DSM7048 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


228718799 


1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


gi 


gi 


16S ribosomal RNA, partial sequence 
Firmicutes; 
199030 Bacteria_16S 

vibrioides strain 


gi 


219857153 


1404010 14055 


219857527 
15237 


Clostridiales; Veillonellaceae; 


219878279 


complete sequence 


52 


52 


51 


ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
199030 Bacteria_16S 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


52 


84 


66 


52 


52 


51 


Clostridiales; 


gi 


gi 


gi 


gi 


gi 


m strain BSA 16S ribosomal RNA, partial 
m Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 
199030 Bacteria_16S 


gi 


gi 


gi 


Thermoac 
gi 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 


219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


219878276 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridiales; Veillonellaceae; 


219878238 


1934336 19357 
Campylobacteraceae; 


219878136 
sequence 


219878131 


219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
199030 Bacteria_16S 


219857504 


n ALG 1 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


219857418 
sequence 


219857360 


97110 
obacterales; 


Nannocystineae; 


Rhizobiales; 


Rhizobiales; 


Veillonel 


Sporomusa. 


Actinomycetales; Propion 


sequence 


Rhodobacterales; 


tinomycetaceae; 


RNA, partial sequence 


ref|NR_028815.1 
Kaistella. 
ref |NR_028698.1 
0 972566 Campyl 
ref |NR_028693.1 
Lewinella. 
ref|NR_027596.1 
Mitsuokella. 
ref|NR_027522.1 


ref|NR_025302.1 
1237929 123939 


ref |NR_025301.1 

1239445 124091 
Phyllobac 
ref|NR_027576.1 
26 Chlamydophila 
ref|NR_024781.1 
Haliangiaceae; 
ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 


3 
laceae; 
NR_025417.1 
05 Sporomusa 


ref|NR_025415.1 


ref|NR_025377.1 
49 Campylobacter 


ref|NR_025275.1 
2079371 208087 


ref|NR_025270.1 

2087053 208849 
Desul 
NR_025168.1 


ref 


Microbacteriac 
ref |NR_025092.1 

2335756 233710 
Rhodo 


ref|NR_025006.1 
2451243 245274 
Seinonella 


ref|NR_024948.1 


Campylobacteraceae; 


Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Campylobacter lanienae 
obacter lanienae 
Campylobacter. 
Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
Haliangiaceae; Haliangium. 


Aminobacter 
4 Aminobacter 


Phyllobacteriaceae; Aminobacter. 


Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Chlamydophila pecorum 
pecorum E58 Bacteria; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Selenomonas sputigena 
monas sputigena 


Propionispora 
1 Propionispora 


Propionispora. 


Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 
Sporomusa. 


Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Seinonella 

3 Seinonella 
Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


51 


52 


52 


; Campylobacteraceae; Campylobacter. 
199030 Bacteria_16S 


gi 


gi 


gi 


TW-183 16S ribosomal RNA, partial sequence 
ia; Chlamydiae; Chlamydiales; Chlamydiaceae; 
199030 Bacteria_16S 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacteria; 


denitrificans strain 381 16S ribosomal RNA, partial sequence 


219846935|ref|NR_026527.1 
2981577 298305 
Chlamydophila. 
219846865 |ref|NR_026457.1 
al sequence 3084717 308611 
Rhodobacterales; Rhod 
219846864] ref |NR_026456.1 


Chlamydophila 
5 Chlamydophila 


Paracoccus 
1 Paracoccus 
obacteraceae; 


3086162 308755 


Paracoccus 
6 Paracoccus 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


199030 Bacteria_16S 


strain Nl 16S rib 


strain A901/1 16S 


halophilum strain 
halophilum Bacter 


199030 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


strain DM-82 16S 
sulfidophilum str 
Bacteria; Proteob 
guttiformis strai 


guttiformis Bacte 
Sulfitobacter. 


199030 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


strain Prevot 247 


osomal RNA, 


tes; 
199030 Bacteria_16S 


Clostridia; 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


strain NCTC 279 1 
Firmicutes; Clost 


1787 16S ribosoma 
Firmicutes; Clost 


strain 01008 16S 
Tenericutes; Moll 


strain MSB-8 16S 
Thermotogae; 


strain CCUG 42773 


ridia; 
199030 Bacteria_16S 


ribosomal RNA, 
Thermotogales; 
199030 Bacteria_16S 


3109697 3109655 10 


3135217 3135175 10 


3654036 3653970 2 


3751589 3751532 10 


3938319 3938277 10 


3954532 3954490 10 


37503 37462 10 


105664 105599 19 


127111 127054 12 


136219 136158 12 


166670 166601 12 


Clostridiales; 
184864 184815 2 


1 RNA, partial sequence 
ridia; 
199030 Bacteria_16S 


Clostridiales; 
287022 286973 2 


305238 305161 29 


596613 596556 12 


658839 658758 2 


Clostridia; 


52 


complete sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
199030 Bacteria_16S 


52 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
199030 Bacteria_16S 
SEBR 3139 16S ribosomal RNA, partial 
Firmicutes; 


68 


Clostridiales; 


68 


52 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
199030 Bacteria_16S 


52 


51 


84 


69 


73 


81 


Si 


183663 185179 Clost 
Clostridium. 


ape 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
199030 Bacteria_16S 
complete sequence 
Thermotogaceae; 


105 gi| 265678857 
304028 30558 

Thermotoga. 
69 gi| 265678655 
59545 


83 


strain L1-92 16S ribosomal RNA, partial sequence 


Firmicutes; 


indolicum strain 
Bacteria; 


strain 111-35 16S 
Firmicutes; 


strain 19glyl 16S 
Firmicutes; 


686003 685954 2 


706974 706925 2 


727022 726961 12 


796260 796211 2 


846761 846712 2 


SL 


51 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 
199030 Bacteria_16S 


73 


ribosomal RNA, partial sequence 
Clostridia; 
199030 Bacteria_16S 

ferriphilum strain P3a 16S ribosomal RNA, partial sequence 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 
199030 Bacteria_16S 


51 


51 


strain 19 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacteria; 


Clostridia; 
199030 Bacteria_16S 
kondratievae strain GB 16S ribosomal RNA, partial sequence 


199030 Bacteria_16S 


Clostridiales; 
848272 848231 11 


866384 866335 2 


52 


51 


gi 
31 


gi 
31 
gi 


gi 


ain Y-98 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae 
199030 Bacteria_16S 


gi 
39 


gi 


ain W4 16S ribosomal RNA, partial sequence 39533 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
199030 Bacteria_16S 


gi 


n Ekho Lake-38 16S ribosomal RNA, partial sequen 
ria; Proteobacteria; Alphaproteobacteria; 


gi 


t8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


gi 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
199030 Bacteria_16S 


gi 


in 2-606-032 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
Actinomyces. 
199030 Bacteria_16S 


gi 


6S ribosomal RNA, partial sequence 165488 16699 
Clostridiaceae; 


gi 


Clostridiaceae; 


gi 


285875 28729 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
199030 Bacteria_16S 


gi 


657665 65912 
Clostridia; Clostridiales; Lachnospiraceae; 
199030 Bacteria_16S 


gi 


In04 16S ribosomal RNA, partial sequence 
Proteobacteria; 
199030 Bacteria_16S 


Deltaproteobacteria; Desulfobacterales; 


gi 


705889 70720 


gi 


725825 72731 
Clostridiales; Veillonellaceae; 


gi 


gi 


Clostridiaceae; 


219846849 
08566 31099 


219846832 
34094 31355 


219846469 
sequence 


219846398 


219846267 
37190 39385 


219846256 


265679039 
Rhodob 
265678993 
10448 
Thermoa 
265678978 
12591 


265678972 


265678952 
Clostridiu 


265678940 


265678869 


265678610 
265678592 
68477 
265678578 


Dorea. 
265678564 


Succinisp 
265678515 
79504 


Peptococcaceae; 


Anaerostipes. 


ref|NR_026441.1| Rhodovulum iodosum 
80 Rhodovulum iodosum Bacteria; 
Rhodovulum. 
ref|NR_026424.1| Paracoccus alkenifer 
01 Paracoccus alkenifer Bacteria; 
Paracoccus. 
ref|NR_026061.1|] Desulfotomaculum 
3652827 3654352 Desulfotomaculum 
Desulfotomaculum. 
ref|NR_025989.1| Mycoplasma 

3750418 3751892 Mycoplasma 
; Mycoplasma. 
ref|NR_025857.1| Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 
aceae; Paracoccus. 
ref|NR_025846.1] Rhodovulum 
99 3954787 Rhodovulum sulfidophilum 


Rhodovulum. 
ref|NR_029347.1| Sulfitobacter 
ce 36384 37736 Sulfitobacter 
acterales; Rhodobacteraceae; 


ref|NR_029301.1| Thermoanaerobacter 
6 105949 Thermoanaerobacter wiegelii 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_029286.1| Actinomyces meyeri 
8 127358 Actinomyces meyeri Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_029280.1| Actinomyces 

135066 136444 Actinomyces 
cetales; Actinomycineae; 


ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 

m. 
ref|NR_029248.1| Clostridium nexile DSM 
ridium nexile DSM 1787 Bacteria; 


ref|NR_029175.1| Mycoplasma testudinis 
0 Mycoplasma testudinis Bacteria; 


ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_028960.1| Actinomyces funkei 

5 596820 Actinomyces funkei Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_028915.1| Anaerostipes caccae 
0 Anaerostipes caccae Bacteria; 


ref|NR_028897.1| Desulfobacterium 

4 686292 Desulfobacterium indolicum 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_028883.1| Dorea longicatena 

4 Dorea longicatena Bacteria; 


ref|NR_028868.1| Succinispira mobilis 
9 Succinispira mobilis Bacteria; 


ira. 
ref|NR_028818.1| Leptospirillum 
0 796555 Leptospirillum ferriphilum 


lum. 


265678482 |ref|NR_028785.1| Clostridium scindens 
845553 847081 Clostridium scindens Bacteria; 

Clostridium. 

265678481|ref|NR_028784.1| Paracoccus 


gi 


gi 


847132 848491 Paracoccus kondratievae 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


265678468 


halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 


ref|NR_028771.1| Sulfurospirillum 
865186 866674 Sulfurospirillum 


halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Sulfurospirillum. 


199030 Bacteria_16S 905812 905747 19 


siderophilus strain SR4 16S ribosomal RNA, partial sequence 90455 
Clostridia; 


siderophilus Bacteria; 
Thermoanaerobacter. 
199030 Bacteria_16S 
pametensis strain 


Firmicutes; 


1128605 1128564 10 


Helicobacter. 


199030 Bacteria_16S 1178589 1178540 2 


DSM 12563 16S ribosomal RNA, partial sequence 


Bacteria; Spirochaetes; 
199030 Bacteria_16S 
ATCC BAA-548 16S 


1181640 1181571 2 


ribosomal RNA, partial sequence 


84 gi 


51 gi 


B9A Seymour 16S ribosomal RNA, partial sequence 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


51 gi 


11 


Spirochaetales; Brachyspiraceae; 


71 gi 


11 


Bacteria; Lentisphaerae; Victivallales; Victivallaceae; 


199030 Bacteria_16S 1202813 1202736 29 


105 gi 


Thermoan 


265678441 


253680771 


228718030 
77428 11788 


228717635 
80467 11819 
Victivall 
228715358 


aerobacterales; 


Brachyspira. 


ref|NR_028743.1| Thermoanaerobacter 
8 906118 Thermoanaerobacter 
Thermoanaerobacteraceae; 
ref|NR_028019.1| Helicobacter 
127427 1128907 Helicobacter 


R 


Campylobacterales; Helicobacteraceae; 


ref|NR_027570.1| Brachyspira murdochii 
68 Brachyspira murdochii DSM 12563 


ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 

is. 
ref 


NR_027530.1| Thermotoga neapolitana 


DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 


Thermotogae; Thermotogales; 
199030 Bacteria_16S 1314275 1314210 19 
brockii subsp. brockii strain HTD4 


Thermoanaerobacterales; 
199030 Bacteria_16S 
strain IBS G15036 


1490451 1490402 19 


Corynebacterium. 
199030 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
199030 Bacteria_16S 
brockii subsp. 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
199030 Bacteria_16S 


1505374 1505304 12 


Firmicutes; 
1506772 1506707 19 


1617475 1617426 1 


antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


antarcticus Bacteria; 
Algoriphagus. 
199030 Bacteria_16S 
strain LMG 21970 
Bacteroidetes; Sphingobacteria; 
199030 Bacteria_16S 


Bacteroidetes; 


1618998 1618949 1 


1620521 1620472 1 


aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 


aquimarinus Bacteria; 
Algoriphagus. 
199030 Bacteria_16S 


Bacteroidetes; 


1622044 1621995 1 


winogradskyi strain LMG 21969 16S ribosomal RNA, partial 


winogradskyi Bacteria; 
Algoriphagus. 
199030 Bacteria_16S 
strain BA134 16S 
Bacteroidetes; Sphingobacteria; 
199030 Bacteria_16S 


Bacteroidetes; 


1625075 1625026 1 


1736309 1736252 12 


Thermotogaceae; 


Clostridia; 


Sphingobacteria; 


ribosomal RNA, partial sequence 


Thermotoga. 
84 gi 


16S ribosomal RNA, 
Thermoanaerobacter brockii subsp. brockii Bacteria; 
Thermoanaerobacteraceae; 


68 gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


83 gi 


164-47 16S ribosomal RNA, partial sequence 
Clostridiales; 


84 gi 


lactiethylicus strain SEBR 5268 16S ribosomal RNA, 
lactiethylicus 
Thermoanaerobacteraceae; 


16S ribosomal RNA, partial sequence 1617815 16192 


Thermoanaerobact 

50 gi| 219878465 

Sphingobact 

50 gi| 219878464 
Sphingobacteriales; Cyclobacteria 
50 gi| 219878463 

Sphingobact 

50 gi| 219878462 

sequence 

Sphingobacteria; Sphingobac 


50 gi 


69 gi 


vaccimaxillae strain R10176 16S ribosomal RNA, partial 


vaccimaxillae Bacteria; Actinobacteria; Actinobacterida 


Actinomycetaceae; Actinomyces. 
199030 Bacteria_16S 1739355 1739298 12 


69 gi 


cardiffensis strain CCUG 44997 16S ribosomal RNA, parti 


cardiffensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
199030 Bacteria_16S 1819881 1819820 12 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


199030 Bacteria_16S 1835071 1835010 12 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 


73 gi 


73 gi 


molinativorax Bacteria; Actinobacteria; Actinobacterida 


Microbacteriaceae; Gulosibacter. 
199030 Bacteria_16S 1896371 1896322 2 


strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 18966 


Si gi 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


199030 Bacteria_16S 1902339 1902282 12 


69 gi 


1623889 16253 
Sphingobacteriales; Cyclobacteria 


228718892 
partial se 


219846947 
14892 


219846440 


Eubac 
219846365 


Bacteria; 


219878460 


219878384 
sequence 


219878382 
al 


219878323 


219878312 
e; 


219878267 


Firmicutes; 
Thermoanaerobact 


e; Actinomycetales; 


Actinomycetales; 


Desulfobacteraceae; 


ref|NR_027577.1| Thermoanaerobacter 
quence 1313094 1314606 
Clostridia; 

er. 
ref |NR_026539.1| Corynebacterium durum 
76 1490698 Corynebacterium durum 


Corynebacterineae; Corynebacteriaceae; 


NR_026031.1| Eubacterium saphenum 
1504208 1505550 Eubacterium saphenum 
teriaceae; Eubacterium. 
ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 
er. 
ref|NR_025604.1| Algoriphagus 
1616292 1617764 Algoriphagus 
eriales; Cyclobacteriaceae; 


ref |NR_025603.1| Algoriphagus chordae 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 

ref|NR_025602.1| Algoriphagus 

1619338 1620810 Algoriphagus 
eriales; Cyclobacteriaceae; 


ref|NR_025601.1| Algoriphagus 
1620861 1622333 Algoriphagus 
teriales; Cyclobacteriaceae; 


ref|NR_025599.1| Belliella baltica 
33 Belliella baltica Bacteria; 
ceae; Belliella. 
ref |NR_025523.1| Actinomyces 
1735130 1736622 Actinomyces 
Actinomycineae; 
ref 


NR_025521.1| Actinomyces 


sequence 1738160 1739681 Actinomyces 
Actinomycetales; 


Actinomycineae; 


ref|NR_025462.1| Plantibacter flavus 

91 Plantibacter flavus Bacteria; 

; Microbacteriaceae; Plantibacter. 

ref|NR_025451.1| Gulosibacter 
1833888 1835317 Gulosibacter 

Micrococcineae; 


Desulfococcus biacutus 
biacutus Bacteria; 
Desulfococcus. 


ref |NR_025406.1 
59 Desulfococcus 


219878262 


ref|NR_025401.1| Actinomyces 


suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 


suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 
199030 Bacteria_16S 1952349 1952292 12 
strain CCUG 41706 


199030 Bacteria_16S 
strain ET-5b 16S 
Firmicutes; 
199030 Bacteria_16S 


1968966 1968885 2 


2051513 2051452 12 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus g 
Clostridiales; Veillonellaceae; 
gi 
antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
gi 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Firmicutes; Clostridia; 


199030 Bacteria_16S 2066679 2066618 12 


199030 Bacteria_16S 2293187 2293146 10 


199030 Bacteria_16S 2368805 2368737 10 


69 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family xX. 


gi 


219878227 


ref|NR_025366.1 


Actinomyces canis 


1951163 1952590 Actinomyces canis Bacteria; 
Actinomycetaceae; Actinomyces. 


83 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
1967755 1969180 Thermicanus aegyptius Bacteria; 

Incertae Sedis; Thermicanus. 

73 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 


73 


51 


79 


gi 


spermatophilum strain AH159 16S ribosomal RNA, partial 


199030 Bacteria_16S 2373307 2373239 10 


strain PG15 16S ribosomal RNA, partial sequence 


79 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


199030 Bacteria_16S 2721868 2721827 10 


51 


gi 


lithotrophicum strain 42BKT 16S ribosomal RNA, partial 


199030 Bacteria_16S 2784843 2784782 12 


73 


gi 


219878146 


219857536 


219857481 


sequence 


219857478 


2372144 23736 


219857174 
sequence 


219857127 


Anaerosinus. 


ref|NR_025285.1 


ref|NR_025124.1 
ref|NR_025069.1 
ref|NR_025066.1 
ref 


NR_024802.1 


ref|NR_024755.1 


lycerini Bacteria; 


Micrococcus 


2065512 2067008 Micrococcus antarcticus 
Micrococcineae; Micrococcaceae; 


Micrococcus. 
Helicobacter aurati 


2292020 2293474 Helicobacter aurati Bacteria; 


Helicobacteraceae; Helicobacter. 


Mycoplasma 


2367647 2369075 Mycoplasma 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Sulfurovum 


2720705 2722110 Sulfurovum 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 


Okibacterium 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 


fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacteriaceae; Okibacterium. 

199030 Bacteria_16S 2792450 2792377 10 
strain VPI-C6-61 
Firmicutes; 


199030 Bacteria_16S 2793832 2793783 2 


haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 
Clostridiales; 


haemolyticum Bacteria; 
199030 Bacteria_16S 
strain IAM 14848 


Firmicutes; 
2900711 2900650 12 


199030 Bacteria_16S 2902245 2902184 12 


strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


199030 Bacteria_16S 2922271 2922198 10 


ruminantium strain GA195 16S ribosomal RNA, partial sequence 
Clostridiales; 


ruminantium Bacteria; 
199030 Bacteria_16S 


Firmicutes; 
3063312 3063271 10 


mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 


199030 Bacteria_16S 3084360 3084295 19 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
Thermoanaerobacte 


sulfurophilus Bacteria; 
Thermoanaerobacter. 
199030 Bacteria_16S 
strain F98.3HR69 


Firmicutes; 


3099303 3099242 12 


199030 Bacteria_16S 
deleyianum strain 


3138253 3138204 2 


Campylobacteraceae; 
199030 Bacteria_16S 


Sulfurospirillum. 
3162621 3162580 10 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; 


Antarctobacter. 
199030 Bacteria_16S 


3212705 3212664 10 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 


199030 Bacteria_16S 3352232 3352171 12 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


199030 Bacteria_16S 3430975 3430906 2 


Clostridia; 


Spirillum 5175 16S ribosomal 
Sulfurospirillum deleyianum Bacteria; P 


83 


51 


Clostridia; 


73 


73 


83 


51 


84 


Clostridia; 


73 


51 


51 


51 


73 


71 


gi 


16S ribosomal RNA, partial sequence 2791299 27926 
Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 


gi 


gi 


16S ribosomal RNA, partial sequence 2899524 29010 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


gi 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


RNA, partial seque 
roteobacteria; Epsilonproteobacteria; Campylobacterales; 


gi 


gi 


gi 


gi 


219857122 


219857121 


219856856 


219856855 


219856842 


219846880 


219846866 


219846856 


219846830 


219846814 
Rhodo 
219846780 
sequenc 


Cam 


219846683 


219846624 


Clostridiaceae; 


Eubacteriaceae; 


Rhodobacterales; 


ref|NR_024750.1 


ref |NR_024749.1 


ref|NR_024675.1 


ref |NR_024674.1 


ref|NR_024661.1 
2921059 292256 


NR_026472.1 
3062186 306360 


NR_026458.1 
3083185 308466 
rales; 


ref|NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref |NR_026422.1 
nce 313708 


NR_026406.1 
161511 316291 
bacterales; Rhod 


ref 


w 


ref |NR_026372.1 
e 3211554 321297 
pylobacterales; 

ref|NR_026275.1 


; Microbacteriac 


matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 


Micrococcineae; 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Clostridium 


2792664 2794128 Clostridium 
Clostridium. 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


Leucobacter. 
Eubacterium 
6 Eubacterium 


Eubacterium. 


Sulfitobacter 
0 Sulfitobacter 


Rhodobacteraceae; 


Thermoanaerobacter 
6 Thermoanaerobacter 


Thermoanaerobacteraceae; 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Sulfurospirillum 
4 3138514 


Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Helicobacter 
4 Helicobacter 


Helicobacteraceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 


ref|NR_026216.1 
3429781 343112 


Corynebacterium 
4 Corynebacterium 


matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


199030 Bacteria_ 


strain 6843 DSM 1 


199030 Bacteria_ 


acetireducens str 
acetireducens Bac 


199030 Bacteria_ 
glomerans strain 


glomerans PW2 Bac 
Coriobacteriaceae 


199030 Bacteria_ 


strain ATCC 51856 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


199030 Bacteria_ 


homopropionicum s 
homopropionicum B 


199030 Bacteria_ 


thermopalmarium s 
thermopalmarium B 


199030 Bacteria_ 


faecium strain AC 
Firmicu 


Bacteria; 
199030 Bacteria_ 


strain Inkinen 16 
E 


Proteobacteria; 


arcticus strain 2 
Bacteria; 


strain LRB 8581 1 
Proteobacteria; 


dejongeii strain 


Bacteria; Verruco 
199030 Bacteria_16S 
leopharyngis stra 


Bacteria; Teneric 


199030 Bacteria_16S 
strain Hh-2 16S r 


Proteobacteria; E 


199030 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


199030 Bacteria_16S 
strain ST1 16S ri 


Proteobacteria; E 


199030 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


199030 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


199030 Bacteria_16S 


strain 4229 16S r 
Tenericutes; Moll 


199030 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


199030 Bacteria_16S 


Proteob 
199030 Bacteria_16S 


E 
199030 Bacteria_16S 
fusiformis strain 
Bacteria; Verruco 
199030 Bacteria_16S 
debontii strain F 
Bacteria; Verruco 
199030 Bacteria_16S 
vanneervenii stra 
Bacteria; Verruco 
199030 Bacteria_16S 


16S 3479218 3479161 12 69 gi 


16S 3483618 3483569 2 51 gi 
teria; Firmicutes; Clostridia; 
16S 3497358 3497305 12 65 gi 
teria; Actinobacteria; 
; Coriobacterium. 

16S 3498873 3498816 12 69 gi 
16S ribosomal RNA, partial sequence 
16S 3530692 3530643 2 51 gi 
acteria; Firmicutes; Clostridia; 
16S 3584065 3584016 2 51 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; 
16S 3585649 3585588 12 73 gi 
tes; 
16S 


Clostridia; 
3647870 3647829 10 51 
S ribosomal RNA, partial sequence 


gi 


3682995 3682923 10 83 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3698039 3697998 10 51 gi 


psilonproteobacteria; Campylobacterale 
3705552 3705503 2 51 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3707070 3707021 2 51 gi 
C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
3708589 3708540 2 51 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3710107 3710058 2 51 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3783304 3783236 10 79 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3802793 3802752 10 51 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3819655 3819614 10 51 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3822718 3822677 10 51 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3827300 3827259 10 51 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3833315 3833258 12 69 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Ruminococcaceae; 
3860427 3860378 2 51 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

4072741 4072660 2 83 gi 
rain BOR-Y 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 


4134848 4134775 10 83 gi 


ain DSM 10703 16S ribosomal RNA, parti 
Clostri 


DSM 20642 16S ribosomal RNA, partial s 
Coriobacteridae 


train DSM 5847 16S ribosomal RNA, part 
Clost 
Clost 
M 3679 16S ribosomal RNA, partial sequ 


Clostridiales; Veillo 


psilonproteobacteria; Campylobacterale 
199030 Bacteria_16S 


v 


ri 


ti 


Ss; 


te 


Ss; 


ce 


ro. 


ro. 


en 
ro. 


e 
ro. 


en 


co 


Ss; 


Ss; 


Ss; 


Ss; 


R 


se 
id 


no 
al 
di 

219846578 
eq 


no 


ia 


en 
ne 


ales; 


uence 


diales; 


uence 
diales; 


rales; 


biales; 


biales; 


biales; 


3708 
biales; 


ce 3782 
plasma. 


3832 


quence 
iales; 


haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
219846587 
sequenc 


cl 


Coriobac 


219846577 
34976 
mycineae 
219846556 
1 sequen 


219846520 
eq 


219846519 
ce 35844 
llaceae; 
219846473 
3646715 36481 
Helicob 
219846449 
36818 
R 
219846438 
6S ribosomal RNA, partial sequence 3696887 36983 
Helicob 
219846433 
37043 


219846432 
37058 


219846431 
ce 37073 


219846430 


9 


219846375 


1 


219846361 
3801626 38030 
Helicob 
219846350 
3818485 38199 
Helicob 
219846348 
3821543 38230 
Helicob 
219846345 
3826129 38276 
Helicob 
219846340 


1 


uminococ 
219846322 
3859256 38606 


219846171 


Cc 


ref |NR_026182.1 


; Actinomycetac 
ref|NR_026179.1 
e 3482431 34839 
ostridiaceae; C 
ref|NR_026170.1 
teriales; 
ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref |NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref |NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref |NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref |NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref |NR_025930.1 
73 3833552 Rumino 
cus. 


ref |NR_025912.1 


ref|NR_025761.1 
4071551 407304 
lostridiales Fam 


219846124 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
e 


ae; Actinomyces. 
Clostridium 

2 Clostridium 

ostridium. 
Coriobacterium 

1 Coriobacterium 

acterineae; 


Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Clostridium 

6 Clostridium 

Clostridium. 
Clostridium 

5 Clostridium 

Clostridium. 
Phascolarctobacterium 

larctobacterium faecium 

terium. 

Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Mycoplasma 

asma leopharyngis 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Ruminococcus bromii 
coccus bromii Bacteria; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Soehngenia 
4 Soehngenia 
ily XI. Incertae Sedis; 


ref|NR_025714.1 
4133716 413512 


Paracoccus 
3 Paracoccus 


haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


199030 Bacteria_16S 4237135 4237086 1 50 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

199030 Bacteria_16S 76801 76761 10 50 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

199030 Bacteria_16S 130055 130007 2 50 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
strain ES2772 16S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

199030 Bacteria_16S 204874 204814 24 84 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

199030 Bacteria_16S 224873 224833 12 52 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

199030 Bacteria_16S 244922 244882 12 52 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

199030 Bacteria_16S 270337 270297 12 52 gi| 265678880 |ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


199030 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


199030 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


199030 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


199030 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; Clost 


199030 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


rales; Thermoanaerobacterales Family I 
325090 325042 2 50 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
326619 326571 2 50 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
328144 328096 2 50 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
388609 388569 12 52 

ribosomal RNA, partial sequence 
ridia; 


gi 


Clostridiales; Veillonellaceae; 
417969 417929 12 52 gi 
in DV1184 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 


199030 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


199030 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


199030 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


199030 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


199030 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


199030 Bacteria_16S 
ain CPW406 16S ribosomal RNA, partial 
teria; 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


199030 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


strain Z 4493 16S 
Clost 


Firmicutes; ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
199030 Bacteria_16S 654309 654269 12 52 gi|265678614|ref|NR_028919.1 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Calora 


Bacteria; Firmicu 


Bacteroidetes; 


2 16S ribosomal RNA, partial sequence 
idetes; 
199030 Bacteria_16S 


tes; 
199030 Bacteria_16S 

strain B14 16S ribosomal RNA, partial sequence 
Bacteroidia; 


441155 441107 2 50 gi 
ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
566567 566527 10 50 gi 
Bacteroidetes; 


Flavobacteria; F 


622400 622360 10 50 gi 
Flavobacteria; Flavobacteriale 
633037 632997 12 52 gi 


ribosomal RNA, partial sequence 


Clostr 
gi 


Clostridia; Clostridiales; 
730012 729964 2 50 


439970 44147 


534808 53626 


631874 63335 


idiaceae; 


xibacterac 
265678675 
sequence 
lavobacter 


265678637 

62122 
s; Flavoba 
265678629 


265678562 


Bacteroidales; 


Prevotellaceae; 


iale 


cter 


Calo 


Arcicella. 
ref |NR_028980.1 

565378 566823 
s; Flavobact 


ref |NR_028942.1 
9 622643 Chryse 
iaceae; Chry 


ref|NR_028934.1 


ranaerobacte 


ref 


II. Incertae Sedis; Thermoanaerobacterium. 

265678844 |ref|NR_029149.1| Prevotella disiens 

ce 323869 325347 Prevotella disiens Bacteria; 

ae; Prevotella. 

265678843 |ref|NR_029148.1| Prevotella veroralis 

325398 326875 Prevotella veroralis Bacteria; 

ae; Prevotella. 

265678842 |ref|NR_029147.1] Prevotella oulorum 
326926 328435 Prevotella oulorum Bacteria; 

ae; Prevotella. 

265678796|ref|NR_029101.1| Veillonella ratti 
387448 388843 Veillonella ratti Bacteria; 

Veillonella. 

265678776|ref|NR_029081.1| Tepidibacter 

equence 416856 418235 Tepidibacter 

iales; Peptostreptococcaceae; Tepidibacter. 

265678761|ref|NR_029066.1| Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
494773 494713 12 72 gi| 265678722 |ref|NR_029027.1| Arthrobacter 

in KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
520719 520679 10 50 gi|265678705|ref|NR_029010.1| Flavobacterium 

R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 

idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
522246 522206 10 50 gi|265678704|ref|NR_029009.1| Flavobacterium 

n R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 

ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
535969 535929 10 50 gi|265678695|ref|NR_029000.1| Arcicella aquatica 


7 Arcicella aquatica Bacteria; 
eae; 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Chryseobacterium 
obacterium defluvii 
seobacterium. 
Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
ry 


NR_028866.1 


Prevotella bryantii 


728785 730270 Prevotella bryantii Bacteria; 
Prevotella. 


199030 Bacteria_16S 
histaminiformans 
histaminiformans Bacteria; Firmicutes; 
199030 Bacteria_16S 737578 737530 2 
strain PIPN-2 16S 
Tenericutes; Mollicutes; 
199030 Bacteria_16S 828439 828399 12 


736028 735988 12 


strain VPI D 75 B-30 16S ribosomal RNA, partial sequenc 
Clostridiales; Veillonellaceae; 


Firmicutes; Clostridia; 
199030 Bacteria_16S 
strain ATCC 43541 
Firmicutes; Clostridia; 
199030 Bacteria_16S 


830015 829975 12 


982823 982775 2 


strain BARC318 16S ribosomal RNA, complete sequence 981620 98314 
Entomoplasmataceae; E 


Tenericutes; Mollicutes; 
199030 Bacteria_16S 1105875 1105827 2 
acidifaciens strain A40 16S ribosomal 
Bacteria; Bacteroidetes; Bacteroidia; 
199030 Bacteria_16S 1195215 1195175 12 


pacificum DSM 12653 16S ribosomal RNA, partial sequence 
Clostridia; 


DSM 12653 Bacteria; 
Carboxydibrachium. 
199030 Bacteria_16S 


Firmicutes; 


1273679 1273639 10 


AT1047 16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 
199030 Bacteria_16S 1279492 1279444 2 


strain ELCA-2 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Tenericutes; Mollicutes; 
199030 Bacteria_16S 
strain PYAN-1 16S 


1282443 1282395 2 


strain MR2 16S ribosomal RNA, partial 
Clostridia; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 
Entomoplasmatales; 


RNA, partial sequ 
Bacteroidales; 


ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


Entomoplasmatales; 


199030 Bacteria_16S 1296197 1296149 2 


ATCC 43183 16S ribosomal RNA, partial sequence 


Bacteria; 
199030 Bacteria_16S 
lactoaceticus 6A 
Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 

199030 Bacteria_16S 1305240 1305200 12 
owensensis OL 16S 
Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 

199030 Bacteria_16S 1325149 1325109 12 


Bacteroidetes; 
1302130 1302090 12 


Bacteroidia; 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial 
Firmicutes; 
Incertae Sedis; Caldicellulosiruptor. 


kristjanssonii 177R1B Bacteria; 
Family III. 


199030 Bacteria_16S 1334327 1334268 12 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Beutenbergia. 
199030 Bacteria_16S 
strain ATCC 29176 
29176 Bacteria; Firmicutes; 
199030 Bacteria_16S 
ayderensis strain 
Bacteria; 
199030 Bacteria_16S 


1364579 1364507 12 


Clostridia; 
1555318 1555278 12 


1562735 1562695 12 


kestanbolensis strain K4 16S ribosomal RNA, partial seq 


kestanbolensis Bacteria; 
199030 Bacteria_16S 


Firmicutes; 
1628072 1628032 10 


frigoris strain R-9014 16S ribosomal RNA, partial seque 


Bacteria; Bacteroidetes; 
199030 Bacteria_16S 


Flavobacteria; 
1713480 1713440 10 


gelidilacus strain R-8899 16S ribosomal RNA, partial se 


gelidilacus Bacteria; 
199030 Bacteria_16S 
strain DSM 12654 
Firmicutes; Bacillales; 
199030 Bacteria_16S 


Bacteroidetes; 
1912518 1912478 12 


Planococcaceae; 
1920255 1920215 10 


joostei strain LMG 18212 16S ribosomal RNA, partial seq 


joostei Bacteria; Bacteroidetes; 
199030 Bacteria_16S 


1921763 1921723 10 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 


AB04 16S ribosomal RNA, partial seque 
Firmicutes; Bacillales; Bacillaceae; Anoxybac 


Flavobacteria; 


52 gi 
Clos 


50 gi 


52 gi 


52 gi 
50 gi 


50 gi 


Ba 

52 gi 
Thermoanaer 
50 gi 


1272544 1273908 Sejon 
Flavobacteriaceae; 


Sej 


50 gi 


16S ribosomal RNA, partial sequence 1300923 13024 


16S ribosomal RNA, partial sequence 1911333 19128 


736380 73789 
Entomoplasmataceae; E 


1278319 12798 


265678558 
sequence 
tridiales; 

265678556 


265678494 
e 82720 
Selenomon 
265678493 

82878 
Selenomon 
265678389 


265678305 
ence 11046 
cteroidace 
228715634 

11940 
obacterale 


219846220 


ongia. 
219846093 


Entomoplasmataceae; M 
50 gi| 219846087 
1281261 12827 
Entomoplasmataceae; E 
50 gi|]224581415 
1295007 12963 
Bacteroidales; Bacteroidace 
52 gi| 219846639 
Thermoanaerobacterales; Thermoa 
52 gi| 219846460 
1304017 13055 
Thermoanaerobacterales; Thermoa 
52 gi| 219878140 
sequence 
Clostridia; Thermoana 
712 gi|228721490 
ales; Micr 
84 gi| 228719063 
13634 
Clostridiales; Ruminococc 
52 gi| 219857209 
nce 15541 
illus. 
52 gi| 219846143 
uence 
Bacillales; Bacillaceae; Ano 
50 gi| 219878458 
nce 16269 
Flavobacteriales; Flavoba 
50 gi| 219878399 
quence 
Flavobacteria; Flavobacteria 
52 gi| 219878255 
Ureibacillus. 
50 gi| 219878248 
uence 
Flavobacteriales; 
50 gi|219878247 


ref |NR_028862.1 
734793 736329 
Veillonellaceae 
ref |NR_028860.1 
7 Entomoplasma 
ntomoplasma. 
ref |NR_028797.1 
9 828732 Seleno 
as. 
ref|NR_028796.1 
3 830273 Seleno 
as. 
ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides. 
ref |NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref 
gia 


NR_025810.1 
jeonii Bacte 
ref|NR_025683.1 


esoplasma. 


Allisonella 
Allisonella 

; Allisonella. 
Entomoplasma lucivorax 


lucivorax Bacteria; 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Entomoplasma freundtii 


freundtii Bacteria; 


Bacteroides 
oides acidifaciens 


Carboxydibrachium 
ydibrachium pacificum 


acteraceae; 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


naerobacterales 


ref |NR_026051.1 


naerobacterales 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref|NR_027613.1 
32 Beutenbergia 
ococcineae; Beut 


ref|NR_027579.1 
15 1364816 Rumin 
aceae; Ruminococ 
ref |NR_024837.1 
24 1555535 Anoxyb 


NR_025733.1 
1561538 156291 
xybacillus. 
NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025538.1 

1712309 171377 
les; Flavobacter 
ref |NR_025394.1 
21 Ureibacillus 


NR_025387.1 
1919085 192055 
Flavobacteriace 


scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 


ref|NR_025677.1| Entomoplasma somnilux 
49 Entomoplasma somnilux Bacteria; 
ntomoplasma. 

ref|NR_027196.1| Bacteroides stercoris 
48 Bacteroides stercoris ATCC 43183 

ae; Bacteroides. 

ref|NR_026231.1| Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


Caldicellulosiruptor 
8 Caldicellulosiruptor 


hermoanaerobacterales 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Anoxybacillus 

acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Flavobacterium 

acterium frigoris 

obacterium. 
Flavobacterium 

7 Flavobacterium 

iaceae; Flavobacterium. 

Ureibacillus terrenus 


terrenus Bacteria; 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 


ref|NR_025386.1 
1920604 192206 


Chryseobacterium 
1 Chryseobacterium 


scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Chryseobacterium. 

199030 Bacteria_16S 
strain M384 16S r 
Bacteroidetes; Ba 
199030 Bacteria_16S 
xylanilyticus str 
xylanilyticus Bac 
199030 Bacteria_16S 
strain ATCC 51261 
Bacteroidetes; Ba 
199030 Bacteria_16S 


glaciale strain ACAM 644 
Bacte 


glaciale Bacteria; 
199030 Bacteria_16S 
micronuciformis s 
micronuciformis B 
199030 Bacteria_16S 
omnivorum strain 
omnivorum Bacteria; 
199030 Bacteria_16S 
xinjiangense stra 
xinjiangense Bacteria; 
199030 Bacteria_16S 

strain L1 16S rib 
Tenericutes; Moll 
199030 Bacteria_16S 
strain ATCC 17747 
Firmicutes; Clost 
199030 Bacteria_16S 
strain LMG11607 1 
Bacteroidetes; Fl 
199030 Bacteria_16S 
frigidarium strai 
Bacteria; Bactero 
199030 Bacteria_16S 
psychrolactophilu 
psychrolactophilu 


cteroidia; 


cteroidia; 


AS 1.27 
Bact 


avobacteria; 


2046838 2046790 2 


2071353 2071284 12 


ain XE 16S ribosomal RNA, 
teria; 


Firmicutes; 
2072922 2072874 2 


2106441 2106393 2 


roidetes; 
2141255 2141215 12 


; Firmicutes; 


2180590 2180550 10 


eroidetes; 
2182106 2182066 10 


Bacteroidetes; 
2288621 2288573 2 


2403618 2403578 12 


2408247 2408207 10 


2434137 2434097 10 


Flavobacteria; 
2455496 2455436 12 


Micrococcaceae; Arthrobacter. 


199030 Bacteria_16S 
strain SEBR 4211 
Firmicutes; Clost 
199030 Bacteria_16S 
strain EPSA11 16S 
Bacteroidetes; Ba 
199030 Bacteria_16S 
strain EHS11 16S 
Bacteroidetes; Ba 
199030 Bacteria_16S 
limicola strain S 
Bacteria; Bactero 
199030 Bacteria_16S 
flavithermus stra 
flavithermus Bacteria; 
199030 Bacteria_16S 
strain DSM 3670 1 
Firmicutes; Bacil 
199030 Bacteria_16S 
strain SG3902 16S 
Firmicutes; Clost 
199030 Bacteria_16S 
strain 10371 16S 
Bacteroidetes; Ba 
199030 Bacteria_16S 
strain DSM 10020 
Firmicutes; Clost 
199030 Bacteria_16S 
strain DSM 8239 1 
Firmicutes; Clost 
199030 Bacteria_16S 


ridia; 


cteroidia; 


cteroidia; 


idetes; 


lales; 


ridia; 


ridia; 


2616254 2616214 12 
Clostridiales; 
2700821 2700773 2 


2702361 2702313 2 


2742916 2742876 10 


Flavobacteria; 
2999496 2999456 12 


Firmicutes; 
3001068 3001028 12 


Bacillaceae; 
3017764 3017724 12 


Halanaerobiales; 
3145807 3145759 2 
3232342 3232290 19 


Clostridiales; 
3276197 3276157 12 


Clostridiales; 
3279225 3279185 12 


Entomoplasmatales; 


Bacteroidales; 


ibosomal RNA, partial sequence 
Bacteroidales; 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


train AIP 412.00 16S ribosomal RNA, pa 
acteria 


in AS 1.2749 16S ribosomal RNA, partia 
osomal RNA, partial sequence 
icutes; 


16S ribosomal RNA, partial sequence 
ridia; 


n A2i 16S ribosomal RNA, partial seque 
idetes; 


6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteriales; 


50 gi|219878161|ref|NR_025300.1| Prevotella albensis 
2045623 2047117 Prevotella albensis Bacteria; 
Prevotellaceae; Prevotella. 
83 gi|219878143|ref|NR_025282.1| Thermobacillus 
complete sequence 2070125 2071678 Thermobacillus 
Bacillales; Paenibacillaceae; Thermobacillus. 
50 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
2071729 2073175 Prevotella enoeca Bacteria; 
Prevotellaceae; Prevotella. 
50 gi|219878116|ref|NR_025255.1| Brumimicrobium 
16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
52 gi| 219857641 |ref|NR_025230.1| Megasphaera 
rtial sequence 2140092 2141502 Megasphaera 
Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 
50 gi|219857613|ref|NR_025202.1| Flavobacterium 
47 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
50 gi|219857612|ref|NR_025201.1| Flavobacterium 
1 sequence 2180937 2182402 Flavobacterium 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
50 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
2287434 2288933 Mesoplasma florum Ll Bacteria; 
Entomoplasmataceae; Mesoplasma. 
52 gi|219857458|ref|NR_025046.1| Veillonella criceti 
2402423 2403914 Veillonella criceti Bacteria; 
Clostridiales; Veillonellaceae; Veillonella. 
50 gi|219857455|ref|NR_025043.1| Riemerella columbina 


26 Riemerella columbina Bacteria; 


Flavobacteriaceae; Riemerella. 
50 gi| 219857432 |ref|NR_025020.1| Flavobacterium 
nce 2432948 2434422 Flavobacterium frigidarium 
Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
72 gi|219857415|ref|NR_025003.1| Arthrobacter 
sequence 2454319 2455732 Arthrobacter 


s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


52 


50 


ribosomal RNA, partial sequence 
Bacteroidales; 


50 


ribosomal RNA, partial sequence 
Bacteroidales; 


50 


T-82 16S ribosomal RNA, partial sequen 
Flavobacteriale 


52 


in DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


52 


ribosomal RNA, partial sequence 
ridia; 


ribosomal RNA, partial sequence 
cteroidia; 


52 gi|219846912|ref 
3016582 30179 
Halobacteroidaceae; Orenia. 
50 gi|219846825|ref 
3144616 31460 
Prevotellaceae; Prevotella. 
71 gi|219846766|ref 


52 


52 


Prevotellace 


Prevotellace 


Bacillac 


er 


gi] 219857255 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fami 


ly XII. 
gi|219857188 
2699606 27010 
ae; 
gi|219857187 
2701149 27026 
ae; 
219857159 
ce 27417 
S; 
219846924 
sequence 
eae; 
219846923 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fami 


ly XI. I 


gi| 219846737 


6S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Acetobacte 
219846735 


gi 


paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 


idae; Ac 


Prevot 


Prevot 


Flavoba 


Anoxy 


tino 


ref 


Ince 
ref 


ella 


ref 


ref 


cter 
ref 


baci 
ref 


ncer 
ref 


27 2743201 Flavo 


2998293 29998 


56 Peptoniphilus 


mycetales; M 


NR_024886.1 


rtae Sedis; 
NR_024816.1 


NR_024815.1 


NR_024787.1 
b 
iaceae; Flav 
NR_026516.1 
1 
llus. 
NR_026515.1 


NR_026504.1 


NR_026417.1 


NR_026358.1 


tae Sedis; P 
NR_026329.1 


ref 


icrococcineae; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Prevotella salivae 


98 Prevotella salivae Bacteria; 


Prevotella shahii 


38 Prevotella shahii Bacteria; 
ella. 


Flavobacterium 
acterium limicola 
obacterium. 
Anoxybacillus 

6 Anoxybacillus 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
rium. 


NR_026327.1 


Acetobacterium 


3278074 3279532 Acetobacterium 


199030 Bacteria_16S 


strain ATCC 43185 
Bacteroidetes; 


strain ATCC 33048 


Bacteria; 


lacticum Bacteria 
Microbacterium. 


199030 Bacteria_16S 


strain B422 16S r 
Bacteroidetes; Ba 


199030 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


199030 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


199030 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


Ba 
199030 Bacteria_16S 


Firmicu 
199030 Bacteria_16S 
lacticum strain D 


3393381 3393333 2 50 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Bacteroidace 
3411664 3411624 12 52 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3512402 3512346 12 68 gi 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


’ 


3573541 3573493 2 50 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3599499 3599428 12 83 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3687533 3687485 2 50 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689050 3689002 2 50 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


gi 


3687881 36893 


219846650|ref|NR_026242.1| Bacteroides caccae 
3392191 3393612 Bacteroides caccae Bacteria; 
ae; Bacteroides. 
219846637|ref|NR_026229.1| Dialister pneumosintes 
3410452 3411955 Dialister pneumosintes 
nellaceae; Dialister. 
219846568|ref|NR_026160.1| Microbacterium 
quence 3511236 3512709 Microbacterium 
tinomycetales; Micrococcineae; Microbacteriaceae; 
219846527|ref|NR_026119.1| Prevotella intermedia 
3572354 3573812 Prevotella intermedia Bacteria; 
ae; Prevotella. 
219846508|ref|NR_026100.1| Clostridium 
al sequence 3598328 3599826 Clostridium 
idiales; Clostridiaceae; Clostridium. 
219846446 |ref|NR_026037.1| Mycoplasma yeatsii 
3686364 3687830 Mycoplasma yeatsii Bacteria; 
219846445 |ref|NR_026036.1| Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


199030 Bacteria_16S 3704105 3704065 10 50 gi|219846434|ref|NR_026025.1| Riemerella 
anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 
anatipestifer Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 
199030 Bacteria_16S 3775630 3775582 2 50 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

199030 Bacteria_16S 3830353 3830281 12 84 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

199030 Bacteria_16S 3843885 3843845 10 50 gi|219846333|ref|NR_025923.1| Flavobacterium 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 3844177 Flavobacterium 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
199030 Bacteria_16S 4077277 4077237 12 52 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

199030 Bacteria_16S 4108988 4108913 10 83 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

199030 Bacteria_16S 4119590 4119542 2 50 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

199030 Bacteria_16S 4136370 4136322 2 50 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
199030 Bacteria_16S 4137936 4137888 2 50 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

199030 Bacteria_16S 4141068 4141020 2 50 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

199030 Bacteria_16S 4142632 4142584 2 50 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

199030 Bacteria_16S 4144198 4144150 2 50 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

199030 Bacteria_16S 4150450 4150402 2 50 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

199030 Bacteria_16S 4152016 4151968 2 50 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

199030 Bacteria_16S 4153444 4153396 2 50 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

199030 Bacteria_16S 4155009 4154961 2 50 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 


Tenericutes; Moll 


icutes; Entomoplasmatales; 


Spiroplasmataceae; 


Sp 


iroplasma. 


199030 Bacteria_16S 4156575 4156527 2 50 
strain EC-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; 
199030 Bacteria_16S 4159706 4159658 2 50 
strain CCH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; 


199030 Bacteria_16S 4161272 4161224 2 50 


alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


alleghenense Bacteria; 
199030 Bacteria_16S 

strain BARC 857 1 
Tenericutes; Mollicutes; 
199030 Bacteria_16S 


Tenericutes; Mollicutes; 
4164303 4164255 2 50 


Entomoplasmatales; 


4173441 4173401 12 52 


nitratireducens strain Met 79 16S ribosomal RNA, partial 


nitratireducens Bacteria; Firmicutes; Clostridia; 


199030 Bacteria_16S 4174984 4174936 2 50 


Spiroplasmataceae; 


Spiroplasmataceae; 


gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
4155378 4156893 Spiroplasma corruscae Bacteria; 
Spiroplasma. 
gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
4158509 4160024 Spiroplasma chinense Bacteria; 
Spiroplasma. 
gi| 219846107 |ref|NR_025697.1| Spiroplasma 
4160075 4161590 Spiroplasma 


grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 


grammopterae Bacteria; Tenericutes; Mollicutes; 
199030 Bacteria_16S 4181137 4181089 2 50 
strain CHPA-2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; 
199030 Bacteria_16S 4185640 4185592 2 50 

strain PIMN-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; 


Entomoplasmataceae; 


199030 Bacteria_16S 4197830 4197790 12 


52 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; 
199030 Bacteria_16S 
lactatifermentans 
lactatifermentans Bacteria; Firmicutes; 
199030 Bacteria_16S 125534 125499 16 


4220538 4220498 12 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitr 


199030 Bacteria_16S 146764 146697 16 


Bacillales; Bacillaceae; Anoxybacillus. 


52 


strain G17 16S ribosomal RNA, partial 


Clostridia; 
51 


83 


strain FF3 16S ribosomal RNA, partial sequence 


199030 Bacteria_16S 151266 151185 2 


83 


strain W6 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
199030 Bacteria_16S 


Clostridiales; 
183285 183246 12 


51 


strain 6VI 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
199030 Bacteria_16S 


Clostridiales; 
189525 189454 12 


aminovalericum strain DSM 1283 16S ribosomal RNA, parti 
Clostridia; 


aminovalericum Bacteria; 
199030 Bacteria_16S 


Firmicutes; 
749322 749236 10 


83 


96 


strain 4B02 16S ribosomal RNA, partial sequence 


Proteobacteria; 
199030 Bacteria_16S 851062 851023 12 
strain OS Hl 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 

199030 Bacteria_16S 910418 910347 12 


Gammaproteobacteria; Pseudomonadales; M 


51 
sequence 


Heliobacteriaceae; 


83 


Entomoplasmatales; 


Spiroplasmataceae; Spiroplasma. 


6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 


gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
Entomoplasmataceae; Mesoplasma. 
gi|219846098|ref|NR_025688.1| Garciella 
sequence 4172278 4173748 Garciella 
Clostridiales; Eubacteriaceae; Garciella. 
gi|219846097|ref|NR_025687.1| Mesoplasma 


4173799 4175287 Mesoplasma 
Entomoplasmataceae; Mesoplasma. 


gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 

4179947 4181446 Mesoplasma chauliocola Bacteria; 
Mesoplasma. 

gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 


4184459 41859 
Entomoplasmataceae; 


gi| 265678965 


145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


gi| 265678962 


150066 15156 
Clostridiaceae; 


gi|265678941 


182124 18361 
Clostridiaceae; 


xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 


xylanovorans Bacteria; 
199030 Bacteria_16S 


Firmicutes; 
978296 978245 1 


Clostridia; 


52 


Clostridiales; 


geysericola strain GC-42 16S ribosomal RNA, partial sequence 


geysericola Bacteria; Chloroflexi; Herpetosiphonales; H 


199030 Bacteria_16S 1054742 1054703 12 


51 


gi|265678341 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 


autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurimonas. 


199030 Bacteria_16S 1177098 1177059 12 


51 


DSM 16795 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
199030 Bacteria_16S 1393188 1393122 10 77 gi|228716184 
strain MP145 16S ribosomal RNA, partial sequence 1392046 13934 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


199030 Bacteria_16S 1567122 1567083 12 


51 


strain LB37 16S ribosomal RNA, partial sequence 


Fusobacteria; Fusobacteriales; 
199030 Bacteria_16S 1733289 1733250 12 


Fusobacteriaceae; 


51 


strain JK 615 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


gi|228718376 


1175949 11773 


gi|219846058 


1565947 15674 
Leptotrichia. 


gi|219878386 


Entomoplasma. 


49 Entomoplasma luminosum Bacteria; 


ospiraceae; Ni 


hodobacteracea 


erpetosiphonac 


ref 


ref 


ref 


ref 


Clos 
ref 


ref 


977181 97858 


1053566 10550 
Campylo 


31 Leptotrichia 


trospira. 
NR_029273.1 


e; 


NR_029270.1 


NR_029249.1 


eae; 
NR_028643.1 


bacterales; 
NR_027573.1 
tridium. 


NR_027548.1 


NR_025648.1 


ref 


NR_025525.1 


gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
4196627 4198008 Anoxybacillus gonensis Bacteria; 
gi|219846061|ref|NR_025651.1| Clostridium 

sequence 4219342 4220838 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi|265678979|ref|NR_029287.1| Nitrospira 

sequence 124349 125867 Nitrospira 


Marinovum algicola 


3 Marinovum algicola Bacteria; 
Marinovum. 


Clostridium litorale 


6 Clostridium litorale Bacteria; 
Clostridium. 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Clostridium. 
gi| 265678937 |ref|NR_029245.1| Clostridium 

al sequence 188349 189802 Clostridium 

Clostridiales; Clostridiaceae; Clostridium. 

gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
748219 749543 Acinetobacter bouvetii Bacteria; 

oraxellaceae; Acinetobacter. 
gi|265678479|ref|NR_028782.1| Heliorestis baculata 
849874 851358 Heliorestis baculata Bacteria; 

Heliorestis. 
gi| 265678438 |ref|NR_028740.1| Clostridium 
909211 910743 Clostridium 
Clostridiaceae; Clostridium. 

gi|265678392|ref|NR_028694.1| Herpetosiphon 


0 Herpetosiphon 
Herpetosiphon. 


Sulfurimonas 


02 Sulfurimonas 


Helicobacteraceae; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Leptotrichia shahii 
shahii Bacteria; 


Butyrivibrio hungatei 


1732113 1733587 Butyrivibrio hungatei Bacteria; 


199030 Bacteria_16S 1979542 1979507 16 51 gi|219878209|ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
199030 Bacteria_16S 2474979 2474932 2 49 gi|219857400|ref|NR_024988.1| Mycoplasma 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 2473825 2475268 Mycoplasma 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

199030 Bacteria_16S 2569952 2569873 2 81 gi|219857288|ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199030 Bacteria_16S 2661900 2661833 17 83 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

199030 Bacteria_16S 2663281 2663215 17 83 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

199030 Bacteria_16S 2824014 2823955 24 83 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

199030 Bacteria_16S 2996408 2996349 24 83 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

199030 Bacteria_16S 3019136 3019054 1 84 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

199030 Bacteria_16S 3142809 3142742 12 79 gi|219846827|ref|NR_026419.1| Gemella sanguinis 


strain 2045-94 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family XI. 
199030 Bacteria_16S 3230833 3230766 2 

strain DSM 10022 


Incertae Se 


69 gi 


dis; 


3141609 31431 


ref |NR_026359.1 
30 Peptoniphilus 


18 Gemella sanguinis Bacteria; 
Gemella 
219846767 
16S ribosomal RNA, partial sequence 3229651 32311 


Peptoniphilus ivorii 
ivorii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

199030 Bacteria_16S 3241526 3241487 12 51 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

199030 Bacteria_16S 3366196 3366157 12 51 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

199030 Bacteria_16S 3414656 3414585 2 73 gi|219846635|ref|NR_026227.1| Actinomyces israelii 
strain CIP 103259 16S ribosomal RNA, partial sequence 3413473 3414913 Actinomyces israelii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

199030 Bacteria_16S 3552274 3552235 12 51 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

199030 Bacteria_16S 3597949 3597910 12 51 gi|219846509|ref|NR_026101.1]| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

199030 Bacteria_16S 3885081 3885015 10 Tt gi|219846306|ref|NR_025896.1| Mycoplasma corogypsi 


strain BVl 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

199030 Bacteria_16S 4231117 4231062 2 57 gi 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16 


3883911 38853 


219846048 
S ribosoma 


ref 
1 RN 


NR_025638.1 
A, partial s 


77 Mycoplasma corogypsi Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Acinetobacter tandoii 
tandoii Bacteria; 

ary 

Acinetobacter gerneri 
gerneri Bacteria; 

r. 

Acinetobacter towneri 
towneri Bacteria; 

Ls 

Acinetobacter baylyi 
baylyi Bacteria; 

ris 


Clostridiales; Peptococcaceae; Desulfotomaculum. 

199030 Bacteria_16S 696790 696752 10 48 gi|265678585|ref|NR_028890.1 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacte 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

199030 Bacteria_16S 746572 746515 10 68 gi| 265678549 |ref|NR_028853.1 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
199030 Bacteria_16S 747947 747890 10 68 gi| 265678548 |ref|NR_028852.1 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
199030 Bacteria_16S 752072 752015 10 68 gi| 265678545 |ref|NR_028849.1 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
199030 Bacteria_16S 753447 753390 10 68 gi|265678544|ref|NR_028848.1 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
199030 Bacteria_16S 890453 890399 12 65 gi| 265678451 |ref|NR_028753.1 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 


Thermomonosporaceae; Actinomadura. 


Actinomadura 
Actinomadura 
tosporangineae; 


199030 Bacteria_16S 975397 975320 2 79 
strain T-3 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sap 
199030 Bacteria_16S 1122614 1122576 12 50 gi 
serovar 3 str. ATCC 27815 16S ribosomal RNA, partial se 
serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollic 
199030 Bacteria_16S 1275103 1275061 8 50 gi 
strain AT1013 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
199030 Bacteria_16S 1358633 1358596 14 51 gi 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, par 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusob 
199030 Bacteria_16S 1833630 1833581 2 52 gi 
scardovii strain CCUG 13008 16S ribosomal RNA, partial 
scardovii Bacteria; Actinobacteria; Actinobacteridae; 

Bifidobacterium. 
199030 Bacteria_16S 2335494 2335452 10 52 
strain DM12 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
199030 Bacteria_16S 2723380 2723330 2 52 gi 
pomorum strain 3A 16S ribosomal RNA, partial sequence 

Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
199030 Bacteria_16S 2926668 2926626 10 52 gi 
carotinifaciens strain E-396 16S ribosomal RNA, complet 
carotinifaciens Bacteria; Proteobacteria; Alphaproteoba 
Paracoccus. 
199030 Bacteria_16S 3168680 3168630 1 51 gi 
radiodurans strain DSM 20539 16S ribosomal RNA, partial 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; 
199030 Bacteria_16S 3235432 3235382 19 69 gi 
lipolytica strain JW265 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntro 
199030 Bacteria_16S 3619169 3619132 14 51 gi 
periodonticum strain EK1-15 16S ribosomal RNA, partial 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; 
199030 Bacteria_16S 3621931 3621894 14 51 gi 
nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, 
nucleatum subsp. fusiforme Bacteria; Fusobacteria; Fuso 
199030 Bacteria_16S 3701038 3701000 12 50 gi 
strain D6-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
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eaplasma. 
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12 Sejongia antarctica Bacteria; 
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05 Paracoccus methylutens Bacteria; 
u 


s. 
Alicyclobacillus 
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1 Paracoccus 
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Deinococcus 
1 Deinococcus 
eae; Deinococcus. 
Thermosyntropha 
syntropha lipolytica 
opha. 
Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 


Spiroplasma insolitum 


199030 Bacteria_16S 3868118 3868040 1 79 gi|219846317|ref|NR_025907.1 
strain ATCC 29147 16S ribosomal RNA, partial sequence 3866893 3868368 Porphy 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
199030 Bacteria_16S 3877339 3877289 1 51 gi|219846311|ref|NR_025901.1 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 38776 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

199030 Bacteria_16S 3895962 3895912 1 51 gi|219846298|ref|NR_025888.1 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 38962 

Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

199030 Bacteria_16S 3909670 3909632 12 50 gi|219846288|ref|NR_025878.1 
strain A417 16S ribosomal RNA, partial sequence 3908492 39099 

Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

199030 Bacteria_16S 3911199 3911161 12 50 gi| 219846287 |ref|NR_025877.1 
canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 3910020 391149 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
199030 Bacteria_16S 3979533 3979464 10 79 gi|219846239|ref|NR_025829.1 
strain NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytoph 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 
199030 Bacteria_16S 4086546 4086496 19 69 gi|219846162|ref|NR_025752.1 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40868 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
199030 Bacteria_16S 4110491 4110421 2 72 gi| 219846145 |ref|NR_025735.1 
strain HD9 16S ribosomal RNA, partial sequence 4109294 41108 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
199030 Bacteria_16S 4147320 4147282 12 50 gi|219846116|ref|NR_025706.1 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 414764 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 
199030 Bacteria_16S 4148885 4148847 12 50 gi|219846115|ref|NR_025705.1 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


199030 Bacteria_16S 4158130 4158092 12 50 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
199030 Bacteria_16S 4244639 4244577 12 73 gi|219722939|ref|NR_024571.1| Brachybacterium muris 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
199030 Bacteria_16S 218812 218736 2 79 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 
199030 Bacteria_16S 274939 274898 10 51 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 
strain S-16 16S ribosomal RNA, partial sequence 273748 275246 Mycoplasma hyosynoviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
199030 Bacteria_16S 279488 279447 10 51 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
199030 Bacteria_16S 296234 296193 10 51 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
199030 Bacteria_16S 302187 302138 2 51 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
199030 Bacteria_16S 529909 529860 2 51 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
199030 Bacteria_16S 973853 973804 2 51 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
199030 Bacteria_16S 1183129 1183088 10 51 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
199030 Bacteria_16S 1204326 1204273 12 65 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
199030 Bacteria_16S 1205832 1205779 12 65 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
199030 Bacteria_16S 1372212 1372151 11 72 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 
199030 Bacteria_16S 1437332 14372501 84 gi|224581430|ref|NR_027212.1| Oceanithermus 
profundus strain 506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 
199030 Bacteria_16S 1497928 1497895 19 52 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
199030 Bacteria_16S 1786311 1786262 1 50 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
199030 Bacteria_16S 2212419 2212378 10 51 gi|219857591|ref|NR_025179.1| Mycoplasma columborale 
strain MMP-4 16S ribosomal RNA, partial sequence 2211275 2212723 Mycoplasma columborale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
199030 Bacteria_16S 2281119 2281078 10 51 gi| 219857546 |ref|NR_025134.1| Mycoplasma phocirhinis 
strain 852 16S ribosomal RNA, partial sequence 2279959 2281414 Mycoplasma phocirhinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
199030 Bacteria_16S 2282627 2282586 10 onl gi|219857545|ref|NR_025133.1| Mycoplasma 
phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
199030 Bacteria_16S 2371798 2371757 10 51 gi|219857479|ref|NR_025067.1| Mycoplasma opalescens 
strain MH5408 16S ribosomal RNA, partial sequence 2370638 2372093 Mycoplasma opalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
199030 Bacteria_16S 2379345 2379275 10 81 gi|219857474|ref|NR_025062.1| Mycoplasma 
columbinasale strain 694 16S ribosomal RNA, partial sequence 2378183 2379640 Mycoplasma 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
199030 Bacteria_16S 2380851 2380810 10 Si gi|219857473|ref|NR_025061.1| Mycoplasma caviae 
strain G122 16S ribosomal RNA, partial sequence 2379691 2381146 Mycoplasma caviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
199030 Bacteria_16S 2476464 2476427 12 49 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 
strain 4822 16S ribosomal RNA, partial sequence 2475319 2476773 Mycoplasma fastidiosum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


199030 Bacteria_16S 
strain 3T 16S rib 


Tenericutes; Moll 


199030 Bacteria_16S 
strain 383 16S ri 


Tenericutes; Moll 


199030 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


199030 Bacteria_16S 
strain TB 16S rib 


Tenericutes; Moll 


199030 Bacteria_16S 
strain PG13 16S r 


Tenericutes; Moll 


199030 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


199030 Bacteria_16S 
strain 1219 16S r 


Tenericutes; Moll 


199030 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


199030 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


199030 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


199030 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


199030 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


199030 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


199030 Bacteria_16S 


congolense strain 
congolense Bacter 


199030 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


199030 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


199030 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


199030 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycop 


199030 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


199030 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


199030 Bacteria_16S 


strain PS6 16S ri 
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icutes; Mycoplasmataceae; Mycoplasma. 
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219857392 
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219857123 
6S ribosomal RNA, partial sequence 2789778 27912 


3689398 36908 


219846397 
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219846396 
3753459 37549 


219846394 
3756485 3757942 Mycop 


219846393 
3757993 37594 


219846377 
3779118 37805 


219846363 
3798661 38001 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


ref |NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


ogae; Thermotogales; Thermotogaceae; Thermotoga. 
2842257 2842224 19 52 gi|219856896|ref|NR_024715.1| Halanaerobium 
R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
tes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
3016262 3016213 1 50 gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 
S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas gadei Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
3174749 3174716 19 52 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
3376722 3376689 19 52 gi|219846666|ref|NR_026258.1| Halanaerobium 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


3410124 3410075 1 50 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
idetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
3676942 3676909 19 52 gi|219846453|ref|NR_026044.1| Halanaerobium 
SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
3690558 3690517 10 ool gi|219846444|ref|NR_026035.1| Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref |NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref|NR_025985.1 
lasma alvi Bacte 


Mycoplasma alvi strain 
ria; Tenericutes; 


ref|NR_025984.1| Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


3842348 3842315 19 52 gi|219846334|ref|NR_025924.1| Halanaerobium 
H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
tes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
3865068 3865020 2 50 gi|219846319|ref|NR_025909.1| Alistipes putredinis 
16S ribosomal RNA, partial sequence 3863852 3865319 Alistipes putredinis Bacteria; 
cteroidia; Bacteroidales; Rikenellaceae; Alistipes. 
3881956 3881923 19 52 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 


3880766 3882287 Thermoanaerobacter 


thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 


199030 Bacteria_16S 3883529 3883496 19 52 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
199030 Bacteria_16S 3900486 3900453 17 50 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 
199030 Bacteria_16S 19257 19217 10 50 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 
199030 Bacteria_16S 88714 88678 11 47 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
199030 Bacteria_16S 264398 264350 2 50 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
199030 Bacteria_16S 299163 299131 19 51 gi| 265678861 |ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
199030 Bacteria_16S 767141 767101 12 52 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
199030 Bacteria_16S 805531 805491 12 52 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 
199030 Bacteria_16S 941374 941326 2 50 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 
199030 Bacteria_16S 993825 993793 19 51 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
199030 Bacteria_16S 1062356 1062308 2 50 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 
199030 Bacteria_16S 1157322 1157294 23 SI gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 
199030 Bacteria_16S 1167918 1167870 2 50 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 
199030 Bacteria_16S 1329651 1329611 12 52 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
199030 Bacteria_16S 1432715 1432647 16 84 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

199030 Bacteria_16S 1499445 1499405 12 52 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

199030 Bacteria_16S 1718114 1718066 2 50 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

199030 Bacteria_16S 1906546 1906506 10 50 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
199030 Bacteria_16S 2279596 2279564 19 51 gi| 219857547 |ref|NR_025135.1| Mycoplasma phocidae 
strain 105 16S ribosomal RNA, partial sequence 2278443 2279908 Mycoplasma phocidae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

199030 Bacteria_16S 2338337 2338265 12 84 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

199030 Bacteria_16S 2339886 2339814 12 84 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
199030 Bacteria_16S 2390007 2389975 19 51 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

199030 Bacteria_16S 2483974 2483942 19 51 gi|219857394|ref|NR_024982.1| Mycoplasma gypis 


strain B1/Tl 16S 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2482825 2484286 Mycoplasma gypis Bacteria; 


199030 Bacteria_16S 
strain M432/72 16 
Tenericutes; Moll 
199030 Bacteria_16S 
strain SR12 16S r 
Firmicutes; Clost 
199030 Bacteria_16S 
desulfurans strai 
desulfurans Bacteria; 
199030 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; 
199030 Bacteria_16S 
immobile strain E 
Bacteria; Proteob 
199030 Bacteria_16S 
actinosclerus str 
actinosclerus Bac 
Hymenobacter. 
199030 Bacteria_16S 
fimetarium strain 
fimetarium Bacteria; 
199030 Bacteria_16S 
strain DSM 4132 1 
Firmicutes; Clost 
199030 Bacteria_16S 
carbinolicum stra 
carbinolicum Bacteria; 
199030 Bacteria_16S 
wieringae strain 
wieringae Bacteria; 
199030 Bacteria_16S 
strain DSM 1030 1 
Firmicutes; Clost 
199030 Bacteria_16S 
strain PV1 16S ri 
Firmicutes; Clost 
199030 Bacteria_16S 
leptinotarsae str 
leptinotarsae Bac 
199030 Bacteria_16S 
californicum stra 
californicum Bact 
199030 Bacteria_16S 
strain AIP 354.02 
Firmicutes; Clost 
199030 Bacteria_16S 
strain DV1140 16S 
Thermotogae; Ther 
199030 Bacteria_16S 
tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 
199030 Bacteria_16S 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 
199030 Bacteria_16S 
mitsuokai DSM 158 
15897 Bacteria; F 
199030 Bacteria_16S 
hartmannellae str 
hartmannellae Bac 
199030 Bacteria_16S 
Och 149 16S ribos 


eria; 


199030 Bacteria_16S 
strain HRC292 16S 
Tenericutes; Moll 
199030 Bacteria_16S 


Clostridia; 


ridia; 


ridia; 


97 16S ribosomal RNA, partial 
irmicutes; Erysipelotrichi; Erysipelot 


omal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


2490031 2489999 19 51 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2559288 2559248 12 52 


ibosomal RNA, partial sequence 
ridia; 


Clostridiales; 


2703890 2703809 1 83 


n St55B 16S ribosomal RNA, partial seq 
Deinococcus-Thermus; 


Dein 


2739979 2739927 19 71 


Na82 16S ribosomal RNA, partial sequen 
Thermoanaerobacterale 


3026647 3026611 16 52 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 


3066251 3066211 10 50 


ain 1187 16S ribosomal RNA, partial se 
teria; 


Bacteroidetes; Sphingob 


3277716 3277676 12 52 


DSM 8238 16S ribosomal RNA, partial s 
Firmicutes; 


cl 
52 


Clostridia; 
3280744 3280704 12 


Clostridiales; Eubacter 
3282263 3282223 12 52 


in DSM 2925 16S ribosomal RNA, partial 


Firmicutes; Clostridia; 
3283787 3283747 12 52 


DSM 1911 16S ribosomal RNA, partial se 
Firmicutes; 


Clo 
52 


Clostridia; 
3285312 3285272 12 


Clostridiales; Eubacter 
4071276 4071236 12 52 


bosomal RNA, partial sequence 
ridia; 


Clostridiales; Veillone 
4145765 4145717 2 50 


ain LD-1B 16S ribosomal RNA, partial s 
teria; 


Tenericutes; Mollicutes 
300690 300620 10 81 


in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 


394763 394724 12 51 


16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


505543 505488 29 84 


ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 


750697 750666 10 41 


in 7N16 16S ribosomal RNA, partial seq 


Proteobacteria; Gammapro 


921316 921277 14 53 


s strain RHS1 16S ribosomal RNA, parti 


s Bacteria; Actinobacteria; Co 
+ Slackia. 
1207367 1207328 12 51 


1248132 1248093 12 51 


ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 


1352636 1352601 16 51 


13 


2370287 2370217 10 81 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2406682 2406651 19 50 


Eubacteriaceae; 


gi| 219857390 


gi| 219857338 
Eu 
219857186 
uence 

Thermales; 
219857161 
ce 
Ss; 
219846906 


gi 


ococci; 
gi 


gi 


terales; 
219846878 
quence 

s 


gi 

acteria; 

219846736 
equence 


les; 
219846734 


gi 


ostridia 
gi 


6S ribosomal RNA, partial sequence 3279583 32810 
etobacte 


Ac 
219846733 
sequence 

iales; 
219846732 
quence 

es; 

219846731 


iaceae; 
gi 


Clostrid 
gi 


stridial 
gi 


6S ribosomal RNA, partial sequence 3284145 32856 
etobacte 


iaceae; Ac 
gi|219846172 
4070099 40715 

llaceae; V 
gi|219846117 

equence 


Entomo 
gi 


265678860 
uence 
smataceae; 
265678792 
39362 


gi 


gi| 265678715 
504361 50587 


265678546 
uence 
ria; 


gi 
teobacte 
265678431 


al sequenc 
ridae; 


gi 
riobacte 


228715354 
12061 
richales; 
219857449 
equence 
hlamydiace 
gi| 228720499 
51515 1352883 Roseo 
hodobacter 
gi| 219857480 
2369126 23705 


gi 
sequence 


gi 


gi| 219857456 


viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 


viterbiensis Bacteria; 


Firmicutes; Clostridia; 


Clostridiales; Clo 


2488881 24903 


2558106 25596 
bacteriu 


27388 
Thermod 


30255 
c 


phingoba 


Eubac 


Eub 


Eubact 


eillonel 


plasmatale 


Oribacter 


Pseud 


Cor 


ref |NR_024978.1 


ref |NR_024926.1 
m. 
ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref |NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref |NR_026470.1 
3065078 306652 
cteriales; Flexi 


ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


rium. 
ref |NR_025762.1 


la. 
ref|NR_025707.1 
4144567 414608 
s; Spiroplasmata 
ref|NR_029166.1 
299496 300945 
Mycoplasma. 
ref |NR_029097.1 
6 394999 Oribac 
ium. 


ref |NR_029020.1 


ref|NR_028850.1 
749594 750918 
omonadales; Mora 


ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 


ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref |NR_025037.1 
1246931 124845 
Neochlamydi 
NR_027593.1 
er litoralis 
e; Roseobact 
NR_025068.1 


ae; 
ref 
bact 
acea 
ref 


i) 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Mycoplasma 
Mycoplasma 


Oribacterium sinus 
terium sinus Bacteria; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Acinetobacter 
Acinetobacter 
xellaceae; 


Slackia 
Slackia 
oriobacterineae; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Neochlamydia 

9 Neochlamydia 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


ref |NR_025044.1 
2405537 240701 
stridiaceae; Cal 


Caloramator 
6 Caloramator 
oramator. 


199030 Bacteria_16S 
cateniformis stra 
cateniformis Bact 
Coprobacillus. 
199030 Bacteria_16S 
strain IHB1 16S r 
Thermotogae; Ther 
199030 Bacteria_16S 
acanthamoebae str 
acanthamoebae Bac 
199030 Bacteria_16S 
nucleatum subsp. 
Fusobacterium nucleatum subsp. 

Fusobacteriaceae; Fusobacterium. 

199030 Bacteria_16S 3858930 3858864 1 
strain DD 16S rib 
Tenericutes; Moll 
199030 Bacteria_16S 
strain FT2-B 16S 
Tenericutes; Moll 
199030 Bacteria_16S 
vulcanalis strain 
Bacteria; Firmicu 
199030 Bacteria_16S 
strain ED 11/3LLK 
Aquificae; Aquificales; 
199030 Bacteria_16S 1050325 1050251 1 
lithotrophicum st 
lithotrophicum Ba 
199030 Bacteria_16S 
DSM 9946 16S ribo 
Deinococcus-Thermus; 
199030 Bacteria_16S 
melanesiensis str 
melanesiensis BI429 Bacteria; 
199030 Bacteria_16S 2032860 2032810 2 
hesperidum strain 
Bacteria; Firmicu 
199030 Bacteria_16S 
strain E42 16S ri 
Tenericutes; Moll 
199030 Bacteria_16S 
equigenitalium st 
equigenitalium Ba 
199030 Bacteria_16S 
ATCC 700122 16S ribosomal RNA, partial 
Actinobacteria; Coriobacteridae; 
199030 Bacteria_16S 2630093 2630043 1 
strain Se-1 16S ribosomal RNA, partial 
Deinococcus-Thermus; Deinococci; 
199030 Bacteria_16S 
sendaiensis strai 
sendaiensis Bacte 
199030 Bacteria_16S 
cycloheptanicus s 
cycloheptanicus B 
199030 Bacteria_16S 
herbarius strain 
Bacteria; Firmicu 
199030 Bacteria_16S 3022182 3022132 1 
strain RF-4 16S ribosomal RNA, partial 
Deinococcus-Thermus; 
199030 Bacteria_16S 
DSM 11303 16S rib 
Deinococcus-Thermus; 
199030 Bacteria_16S 3878859 3878809 1 
strain YT-1 16S ribosomal RNA, partial 
Deinococcus-Thermus; Deinococci; 
199030 Bacteria_16S 
strain BC-3 16S ribosomal RNA, partial 
Tenericutes; Mollicutes; 


eria; 


ibosomal RNA, partial 


3233915 3233876 1 
ain Bn9 16S ribosomal 


3620550 3620513 1 


3908143 3908108 1 


4048756 4048705 1 


604152 604078 1 


1163402 1163352 1 


Deinococci; 
1332793 1332719 2 


2365784 2365742 9 


2367294 2367252 9 


2786425 2786375 2 


Deinococci; 
3147290 3147240 1 


Deinococci; 


2817988 2817949 12 
in JCM 10604 16S ribosomal RNA, partia 
Firmicutes; Erysipelotrichi; Ery 


2828551 2828496 29 


motogales; Thermotogaceae; Thermosipho 


teria; Chlamydiae; Chlamydiales; Parac 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 


16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; 


rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 


ain BI429 16S ribosomal RNA, partial s 


FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2520298 2520264 19 


2729547 2729509 14 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 


train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2787988 2787954 19 


CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 


osomal RNA, partial sequence 


4080420 4080382 12 


Entomoplasmatales; 


51 gi 


1 sequence 2816799 281828 

sipelotrichales; Erysipelo 

84 gi|219856905|ref|NR_024726.1 
sequence 2827347 28288 


219856912 


ref|NR_024733.1 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


2 51 gi|219846765|ref|NR_026357.1| Parachlamydia 
RNA, complete sequence 3232707 3234247 Parachlamydia 
hlamydiaceae; Parachlamydia. 
4 51 gi|219846492|ref|NR_026084.1| Fusobacterium 
RNA, partial sequence 3619459 3620789 


animalis strain NCTC 12276 16S ribosomal 


animalis Bacteria; 


0 77 


gi 


2 47 


gi 


52 gi 


219846323 
3857775 38592 


219846289 
3906969 39084 


219846188 
ence 40475 


Fusobacteria; 


ref |NR_025913.1 


ref 


NR_025879.1 


ref|NR_025778.1 
66 4049023 Alicyc 


Fusobacteriales; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Alicyclobacillus 
lobacillus vulcanalis 


Alicyclobacillus. 
0 84 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 
602905 604369 Thermovibrio ruber Bacteria; 
Thermovibrio. 
0 84 gi|265678345|ref|NR_028647.1| Balnearium 
quence 1049100 1050580 Balnearium 
urobacteriaceae; Balnearium. 
51 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 


Thermaceae; 


somal RNA, partial sequence 1162257 1163688 Meiot 


Thermales; Meiothermus. 


9 102 gi|228721494|ref|NR_027617.1 
equence 1331586 133309 
Thermotogae; Thermotogales; Thermotogaceae; Thermos 
52 gi|219878174|ref|NR_025313.1 
ence 2031681 2033165 Alicyc 
Alicyclobacillus. 
Si gi| 219857483 |ref|NR_025071.1 
2364627 23660 
51 gi| 219857482 |ref|NR_025070.1 
quence 2366137 236759 
lasmataceae; Mycoplasma. 
53 gi|219857364|ref|NR_024952.1 
sequence 2519150 25206 
Coriobacteriales; Coriobacterineae; Coriobacteri 
51 gi|219857239|ref|NR_024867.1 
sequence 2628913 26303 
Thermales; Thermaceae; Thermus. 
52 gi|219857168|ref|NR_024796.1 
quence 2728379 272981 
acillaceae; Alicyclobacill 
52 gi|219857126|ref|NR_024754.1 
ial sequence 2785219 278673 
clobacillaceae; Alicycloba 
53 gi|219857125|ref|NR_024753.1 
ce 2786786 2788314 Alicyc 
Alicyclobacillus. 
51 gi|219846909|ref|NR_026501.1 
sequence 3021006 30224 
Thermales; Thermaceae; Thermus. 
51 gi|219846824|ref|NR_026416.1 
3146120 31475 
Deinococcales; Deinococcaceae; Deinococcus. 
51 gi|219846310|ref|NR_025900.1 
sequence 3877677 38791 
Thermales; Thermaceae; Thermus. 
50 gi|219846166|ref|NR_025756.1 
sequence 


hermus silvanus 


DSM 9946 Bacteria; 


Thermosipho 

7 Thermosipho 

ipho. 
Alicyclobacillus 
lobacillus hesperidum 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Alicyclobacillus 

6 Alicyclobacillus 
us. 

Alicyclobacillus 

5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Spiroplasma. 


Spiroplasma melliferum 


4079234 4080748 Spiroplasma melliferum Bacteria; 
Spiroplasmataceae; 


199030 Bacteria_ 
strain ATCC 23391 


Tenericutes; Moll 
199030 Bacteria_1 


strain Kol5a 16S 


Aquificae; Aquifi 
199030 Bacteria_1 
strain PG14 16S r 
Tenericutes; Moll 
199030 Bacteria_1 
strain Z-7191 16S 
Clost 
199030 Bacteria_1 
barnesii strain S 
Proteob 
199030 Bacteria_1 
acidiphilus strai 
acidiphilus Bacte 
199030 Bacteria_1 


Firmicutes; 


Bacteria; 


strain HI 11/12 1 
Bacteria; Aquific 


199030 Bacteria_16S 
radiopugnans ATCC 
D 
199030 Bacteria_16S 
strain 128 16S ri 


19172 Bacteria; 


Tenericutes; Moll 


199030 Bacteria_16S 


strain MxX9 16S ri 
Tenericutes; Moll 


199030 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


199030 Bacteria_16S 
lagogenitalium st 
lagogenitalium Ba 
199030 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


199030 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


199030 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


199030 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


199030 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


199030 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


199030 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


199030 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


199030 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


199030 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


199030 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


199030 Bacteria_16S 


16S 288496 288455 10 51 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 291628 291571 24 81 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
6S 804039 803998 10 51 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 891938 891911 23 50 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
6S 981290 981242 2 


gi 


gl gi 
acteria; Epsilonproteobacteria; Campyl 
6S 1063887 1063854 19 52 gi 


6S 1231495 1231466 24 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1260041 1260000 10 51 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
2198835 2198794 10 51 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2200333 2200292 10 51 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2201844 2201803 10 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2203366 2203325 10 51 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2204865 2204824 10 51 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2206364 2206323 10 51 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2209391 2209350 10 51 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2210919 2210878 10 51 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213919 2213878 10 51 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216917 2216876 10 51 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376323 2376282 10 51 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377837 2377796 10 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2394611 2394562 1 50 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
2480962 2480921 10 51 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2633008 2632975 10 43 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
3167155 3167114 10 51 


53 gi 


gi 


gi 


Flavoba 
gi 


Halobacteroida 


ES-3 16S ribosomal RNA, partial sequen 


n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 


265678868 
28734 


265678866 


290399 29196 


265678510 


802889 80433 


265678450 


890778 89219 
Oren 


ceae; 
265678390 
ce 98009 


265678335 
uence 


219878275 


complete sequence 1230306 12317 


rinis. 

219846811 
ence 12588 
occales; D 
219857600 


2197691 21991 


2212774 22142 


219857588 


2215772 22172 


219857476 


2375159 23766 


219857475 


2376676 23781 


219857464 


2393419 23948 


daceae; Po 
219857396 


2479798 24812 


219857237 


2631843 26332 
eriaceae; 


ct 
219846810 


radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 


radiophilus Bacte 


ria; Deinococcus-Thermus; Deinococci; 


Deinococca 


obacterale 


acillaceae 


ref|NR_029174.1| Mycoplasma felis 
1 288773 Mycoplasma felis Bacteria; 
ref|NR_029172.1| Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


ref|NR_028813.1| Mycoplasma canis 
3 Mycoplasma canis Bacteria; 


ref|NR_028752.1| Orenia sivashensis 
7 Orenia sivashensis Bacteria; 
ia. 
ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref |NR_028637.1 
1062699 106423 
; Alicyclobacill 
ref|NR_025414.1 
93 Thermocrinis 


Sulfurospirillum 

ospirillum barnesii 

aceae; Sulfurospirillum. 
Alicyclobacillus 

1 Alicyclobacillus 

us. 

Thermocrinis albus 

albus DSM 14484 


ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; Deinococcus. 
ref|NR_025188.1| Mycoplasma oxoniensis 
39 Mycoplasma oxoniensis Bacteria; 


Deinococcus 
occus radiopugnans ATCC 


219857599|ref|NR_025187.1| Mycoplasma mustelae 
2199190 2200637 Mycoplasma mustelae Bacteria; 

219857598|ref|NR_025186.1| Mycoplasma moatsii 
2200688 2202148 Mycoplasma moatsii Bacteria; 

219857597|ref|NR_025185.1| Mycoplasma 

equence 2202199 2203669 Mycoplasma 

lasmataceae; Mycoplasma. 

219857596|ref|NR_025184.1| Mycoplasma glycophilum 
2203720 2205169 Mycoplasma glycophilum Bacteria; 

219857595|ref|NR_025183.1| Mycoplasma 

ence 2205220 2206668 Mycoplasma gallopavonis 

coplasma. 

219857593|ref|NR_025181.1| Mycoplasma cynos 
2208244 2209695 Mycoplasma cynos Bacteria; 

219857592|ref|NR_025180.1| Mycoplasma cricetuli 
2209746 2211224 Mycoplasma cricetuli Bacteria; 

219857590|ref|NR_025178.1| Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref |NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref|NR_025052.1| Porphyromonas gulae 
84 Porphyromonas gulae Bacteria; 
rphyromonas. 

ref|NR_024984.1| Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


ref|NR_024865.1| Flavobacterium xanthum 

96 Flavobacterium xanthum Bacteria; 

; Flavobacterium. 

ref|NR_026402.1| Deinococcus 
3165996 3167465 Deinococcus 

les; Deinococcaceae; Deinococcus. 


199030 Bacteria_1 
proteolyticus str 
proteolyticus Bac 
199030 Bacteria_1 


strain DSM 3963 1 


Deinococcus-Thermus; 
199030 Bacteria_1 
aotearoense strai 
aotearoense Bacte 
T 
199030 Bacteria_16S 


Incertae Sedis; 


strain ATCC 33530 
Bacteria; Teneric 


199030 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; 


cangingivalis Bac 


199030 Bacteria_16S 
strain G145 16S r 


Tenericutes; Moll 


199030 Bacteria_16S 
strain PG43 16S r 


Tenericutes; Moll 


199030 Bacteria_16S 
strain PU 16S rib 


Tenericutes; Moll 


199030 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


199030 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; 


strain F 16S ribo 
Clostridia; Clost 


199030 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


199030 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


199030 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


199030 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


199030 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


199030 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


199030 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


199030 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


199030 Bacteria_16S 


selenitireducens 
selenitireducens 


199030 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


Ba 
199030 Bacteria_16S 
cangingivalis str 


Ba 
199030 Bacteria_16S 
syrphidicola stra 
syrphidicola Bact 
199030 Bacteria_16S 


6S 3170187 3170146 10 51 gi 
ain DSM 20540 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; 
6S 3171704 3171663 10 51 gi 
Deinococci; Deinococcales; Deinoco 
6S 3323353 3323320 19 52 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3520039 3519990 2 51 gi 
16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; My 
3547700 3547651 1 50 gi 


cteroidia; Bacteroidales; Porphyromona 
3549234 3549185 1 50 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
3692069 3692028 10 51 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3756130 3756089 10 Si gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3787744 3787703 10 51 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3857458 3857417 10 Su gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3866591 3866542 1 50 gi 


cteroidia; Bacteroidales; Porphyromona 
4139490 4139455 14 49 gi 
in EA-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 
84250 84195 23 79 gi 
somal RNA, partial sequence 83062 
ridiales; Ruminococcaceae; Anaerofilum 
87277 87222 23 79 gi 
ain Fae 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
2374804 2374772 19 51 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2388475 2388451 28 52 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
3716063 3716031 19 51 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
670936 670885 1 52 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1060829 1060747 1 84 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1917117 1917062 29 84 gi 
16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho 
203285 203251 16 50 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 
960001 959976 28 53 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 


Deinococci; 


84529 


al 


v 


cc 


al 
er 


co 


daceae; 


4: 
te 


daceae; 


uence 


uence 
diales; 


nce 
S; 


uence 
i; 


llaceae; 


1208880 1208846 12 46 gi 
osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacteri 


ales; 


219846808 
sequenc 
Deinococ 
219846807 
6S ribosomal RNA, partial sequence 3170548 31720 
aceae; 
219846704 
sequenc 
obactera 


219846563 
35188 
plasma. 

219846545 
6S ribosomal RNA, partial sequence 3546505 35479 


219846544 
sequence 
roidales 
219846443 
3690909 36923 


219846395 
3754983 37564 


219846372 
3786577 37880 


219846324 
3856288 38577 


219846318 
6S ribosomal RNA, partial sequence 3865370 38668 


219846121 


lasmatales 
265679007 
Anaer 


265679005 


219857477 
2373653 23751 


219857468 

23873 
Thermoa 
219846426 
3714904 37163 


265678602 
669757 67122 


265678337 


Thermal 
219878250 
19159 


265678928 
ence 20208 
naerobacte 


265678405 
1 sequence 


228715352 
1207714 1209142 Cryptobacterium curtum DSM 15641 
Coriobacterineae; 


D 


Po 


Po 


Ru 


B 


Deinococcus 
7 Deinococcus 


ref |NR_026400.1 
e 3169032 317049 
cales; Deinococcaceae; Deinococcus. 
ref|NR_026399.1| Deinococcus grandis 
14 Deinococcus grandis Bacteria; 
einococcus. 
ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


ref|NR_026155.1 
49 3520338 Mycopl 


Mycoplasma genitalium 
asma genitalium 


ref|NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref|NR_026136.1 

3548038 354952 
; Porphyromonadaceae; Porphyromonas. 
ref |NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 


ref|NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


ref|NR_025914.1| Mycoplasma meleagridis 
24 Mycoplasma meleagridis Bacteria; 


ref|NR_025908.1 
42 Porphyromonas 


Porphyromonas macacae 
macacae Bacteria; 


rphyromonas. 
ref|NR_025711.1| Spiroplasma 

4138305 4139820 Spiroplasma 
; Spiroplasmataceae; Spiroplasma. 
ref |NR_029315.1| Anaerofilum agile 
ofilum agile Bacteria; Firmicutes; 
ref |NR_029313.1| Anaerofilum 

86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_025065.1| Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Thermoanaerobacter 
anaerobacter yonseiensis 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_026017.1] Mycoplasma pullorum 

67 Mycoplasma pullorum Bacteria; 


ref|NR_025056.1 
07 2388807 Thermo 


, 


ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 


ref|NR_028639.1| Marinithermus 
1059624 1061116 Marinithermus 
es; Thermaceae; Marinithermus. 
ref|NR_025389.1| Thermosipho geolei 
11 1917433 Thermosipho geolei Bacteria; 
ref|NR_029236.1| Coprothermobacter 
7 203611 Coprothermobacter 
rales; Thermodesulfobiaceae; 
ref|NR_028707.1| Bacillus 
958824 960272 Bacillus 
acillus. 
ref|NR_027524.1| Cryptobacterium curtum 


Coriobacteriaceae; 


199030 Bacteria_16S 
peptidivorans str 
peptidivorans Bacteria; 
199030 Bacteria_16S 
platensis strain 


Bacteria; 


Firmicutes; 
199030 Bacteria_16S 
chliarophilus str 
chliarophilus Bacteria; 
199030 Bacteria_16S 
mediatlanticus st 
mediatlanticus Bacteria; 
199030 Bacteria_16S 
caldilitoris stra 
caldilitoris Bact 
199030 Bacteria_16S 
aerofaciens strai 


2435638 2435560 3 81 
Firmicutes; Clostridia; 
3220328 3220294 16 50 


Clostridia; 
3390378 3390328 1 51 
Deinococcus-Thermus; 

1681362 1681325 14 51 

Deinococcus-Thermus; 


2690364 2690335 24 53 


1110424 1110396 12 40 


Coriobacteridae; 


Coriobacteriaceae; Collinsella. 


199030 Bacteria_16S 
strain EX-H1 16S 
Aquificae; Aquificales; 
199030 Bacteria_16S 

guaymasensis stra 


1192110 1192082 24 52 
ribosomal RNA, partial sequence 
Hydrogenothermaceae; 


2232073 2232045 24 52 


Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; 


199030 Bacteria_16S 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 39562 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 
199030 Fungi_16S 
strain IFM 100 
Actinobacteria; 
199030 Fungi_16S 
strain IFM 078 
Actinobacteria; 
199030 Fungi_16S 
strain IFM 057 
Actinobacteria; 
199030 Fungi_16S 
strain IFM 100 
Actinobacteria; 
199030 Fungi_16S 
strain IFM 024 
Actinobacteria; 
199030 Fungi_16S 
strain YZ-96 1 
Actinobacteria; 
199030 Fungi_16S 
strain IFM 100 
Actinobacteria; 
199030 Fungi_16S 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


3957461 3957413 24 72 


1190 1120 2 72 
35 16S ribosomal RNA, partial sequence 1 


gi 
ain TMC4 16S ribosomal RNA, partial sequence 
Clostridiales; 
gi 
3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 
gi 
ain ATCC 700543 16S ribosomal RNA, partial sequence 
Deinococci; Thermales; 
gi 
rain TR 16S ribosomal RNA, partial sequence 
Deinococci; 
gi 
in IBSK3 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Aquificaceae; 
gi 
n JCM 10188 16S ribosomal RNA, partial 
aerofaciens Bacteria; Actinobacteria; 


gi 
1190944 11924 
Persephonella. 
gi 
in H2 16S ribosomal RNA, partial sequence 


gi 


gi 


219857431 
cl 
219846774 
32191 


219846652 


219878421 


Thermal 
219857196 


Hydr 
265678302 

sequence 
Coriobacte 


228715750 


219857578 
22309 
Persephone 
219846254 


265678352 
1514 


Thermod 


ref 


ref 


ref 


ref 


ref 


1109258 111072 
riales; 


ref 


ref 


lla. 


ref 


ref 


2434473 24359 
ostridiaceae; 


55 3220600 Copro 


esulfobiaceae; 


Thermaceae; 


1680196 168167 


2689164 269065 
ogenivirga. 


06 Persephonella 


13 2232371 Perse 


75 3957710 Hydro 


84 


6S 


88 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 
Actinobacteridae; Actinomycetales; Cory 
5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


2699 2629 2 72 gi 


4237 4167 2 72 


gi 


5797 5727 2 72 gi 
16S ribosomal RNA, partial sequence 4616 
8855 


8785 2 72 


gi 


7353 7284 2 71 
ribosomal RNA, partial sequence 


gi 
6163 


10341 10272 2 71 gi 
16S ribosomal RNA, partial sequence 9174 


3016 


4565 


6112 


9123 


7670 


11822 11753 2 71 


Nocardiaceae; Nocardia. 


199030 Archaea_16S 
DSM 
Crenarchaeota; 
199030 Archaea_16S 
strain Ronl2/II 
Crenarchaeota; 

199030 Archaea_16S 
hakonensis H01-1 


strain Hvv3, 


Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallosphaera. 

199030 Archaea_16S 7084 7052 43 75 gi|265678836|ref|NR_029141.1 
strain 7-3 16S ribosomal RNA, partial sequence 5993 7388 Natronorubrum 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 
199030 Archaea_16S 142892 142860 43 75 gi|254971270|ref|NR_028188.1 
EJ-57 16S ribosomal RNA, partial sequence 141762 143179 Natrinema ejinorense 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

199030 Archaea_16S 180211 180179 43 75 gi|254971244|ref|NR_028162.1 


innermongolicus N-1311 16S ribosomal RNA, partial sequence 


4147 4102 38 83 


2636 2605 38 69 


Thermoprotei; Sulfolobales; 


102323 102292 38 69 


gi 


gi 
2475 16S ribosomal RNA, partial sequence 
Thermoprotei; Thermoproteales; Thermofilaceae; 
gi 
16S ribosomal RNA, partial sequence 1513 
Sulfolobaceae; 
gi 
16S ribosomal RNA, partial sequence 101190 10265 


219857175 


265678906 
2983 
The 
265678992 
2932 
Metallo 
254971304 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


rmof 
ref 


spha 
ref 


e 10639 
Actinomyce 


4491 


NR_025019.1 
NR_026366.1 
NR_026244.1 

338924 
NR_025560.1 
Thermaceae; 
NR_024824.1 
NR_028604.1 
Coriobac 


NR_027538.1 


NR_025166.1 


NR_025844.1 


NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_024825.1 


Nocardiacea 
NR_024803.1 
12137 
tales; Coryn 
NR_029214.1 
Thermo 
ilum. 
NR_029300.1 


era. 
NR_028222.1 


Archaea; 


Clostridium 


53 Clostridium 
Clostridium. 


Coprothermobacter 


thermobacter platensis 
Coprothermobacter. 


Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 

Hydrogenivirga 
5 Hydrogenivirga 


Collinsella 
0 Collinsella 


terineae; 


Persephonella marina 
marina EX-H1 Bacteria; 


Persephonella 


phonella guaymasensis 


Hydrogenobaculum 


genobaculum acidophilum 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678351 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
nebacterineae; 
265678350 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 
nebacterineae; 
265678349 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
nebacterineae; 
265678342 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 
nebacterineae; 
265678348 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
nebacterineae; 
219857197 
10588 
nebacterineae; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Thermofilum pendens 
filum pendens Archaea; 


Metallosphaera prunae 


Metallosphaera prunae Archaea; 


Metallosphaera 


0 Metallosphaera hakonensis Archaea; 


Natronorubrum aibiense 
aibiense Archaea; 


Natrinema ejinorense 
Euryarchaeota; 


Natronolimnobius 


179100 180534 Natronolimnobius 


innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Natronolimnobius. 


201998 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


201998 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


201998 Bacteria_16S 


multipotens strai 
Bacteria; 


propionica strain 
Bacteria; Proteob 


201998 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


201998 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


201998 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


201998 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


203662 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


203662 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


203662 Bacteria_16S 


strain PL7HG1 16S 


strain HY-35-12 1 
Firmicutes; Clost 


203662 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


203662 Bacteria_16S 


sapovorans strain 
Bacteria; Firmicu 


203662 Bacteria_16S 


strain T4 16S rib 


sibiricum strain 
Bacteria; Firmicu 


203662 Bacteria_16S 


californiensis st 
californiensis Ba 


203662 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


203662 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


203662 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


203662 Bacteria_16S 
somal RNA, partial sequence 3071024 3072416 Methy 


strain K 16S ribo 
Proteobacteria; A 


203662 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


203662 Bacteria_16S 


Proteob 
201998 Bacteria_16S 


50324 50268 62 117 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; Desulfov 
3313453 3313397 62 117 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


3078876 3078830 62 107 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3080452 3080406 62 107 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3082028 3081982 62 107 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


3587949 3587903 62 107 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
97242 97198 61 104 gi 
ain Bra2 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


2472903 2472883 1 21 
bosomal RNA, partial sequence 
eltaproteobacteria; 


gi 


Syntrophobacterale 
1222893 1222922 9 38 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1236611 1236640 9 38 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
383002 383030 10 38 gi 
ribosomal RNA, partial sequence 
4024897 4024959 12 


70 gi 


ridia; Clostridiales; 
254443 254477 10 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
992848 992874 9 35 gi 


Clostridiaceae; 
43 gi 


OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1628601 1628635 10 43 gi 


osomal RNA, partial sequence 


2104029 2104055 9 35 gi 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
2237246 2237272 9 35 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
2301103 2301137 10 43 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
2504158 2504184 9 35 gi 
Rl 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2794408 2794434 9 35 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
3071194 3071228 10 43 gi 


lphaproteobacteria; Rhizobiales; Beije 
3101271 3101297 9 35 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


Clostridiaceae; 


2472404 24737 


1222664 12241 


382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
203662 Bacteria_16S 
6S ribosomal RNA, partial sequence 4024698 40261 


254252 255652 Afipi 


1628419 16298 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
203662 Bacteria_16S 


2300928 2302353 Afipi 


265679030 
nce 49907 
ibrionales 
219846711 
equence 

ria; Desul 


219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 
equence 

eria; Desu 


219846517 
nce 35875 
ellales; D 
265678998 
quence 
eria; Desu 
219857401 


s; Syntrop 
219878346 


Caminicell 
219878251 
ence 12363 
spiraceae; 
265678799 


rhizobiace 
219846206 


Clostridiu 
265678892 


ipia. 

265678382 
ce 99261 
phomonadac 
219878457 


3525128 3525154 9 35 gi 


ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 
ref |NR_026303.1 
3313036 331453 
fovibrionales; D 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 
3081609 308313 


lfurellales; Des 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref |NR_029306.1 
96815 98277 


lfobacterales; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


D 


ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 
haceae; Smithella. 

ref|NR_025485.1| Caminicella sporogenes 
19 Caminicella sporogenes Bacteria; 

a. 
ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacterium. 

ref|NR_029104.1| Bradyrhizobium betae 
9 Bradyrhizobium betae Bacteria; 

ae; Bradyrhizobium. 

ref|NR_025796.1| Clostridium jejuense 
32 Clostridium jejuense Bacteria; 

m. 
ref 
a br 


Parasporobacterium 
orobacterium paucivorans 


NR_029200.1 
oomeae Bacte 


Afipia broomeae strain 
ria; Proteobacteria; 


ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_025596.1 
34 Methylocella 


Syntrophomonas 
phomonas sapovorans 
nas. 

Methylocella tundrae 
tundrae Bacteria; 


strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


rinckiaceae; Methylocella. 

219878117|ref|NR_025256.1| Anoxynatronum 

ence 2103827 2105235 Anoxynatronum sibiricum 

idiaceae; Anoxynatronum. 

219857574|ref|NR_025162.1| Tindallia 

quence 2237029 2238483 Tindallia 

idiales; Clostridiaceae; Tindallia. 

219857529|ref|NR_025117.1| Afipia birgiae strain 

a birgiae Bacteria; Proteobacteria; 
ipia. 
219857379|ref|NR_024967.1| Sporobacterium 
2503925 2505435 Sporobacterium olearium 

spiraceae; Sporobacterium. 

219857120|ref|NR_024748.1| Alkaliphilus 

sequence 2794179 2795571 Alkaliphilus 

idiales; Clostridiaceae; Alkaliphilus. 

219846874|ref|NR_026466.1| Methylocella palustris 

locella palustris Bacteria; 

rinckiaceae; Methylocella. 

219846854|ref|NR_026446.1| Tindallia magadiensis 
3101054 3102535 Tindallia magadiensis Bacteria; 

Tindallia. 

219846559|ref|NR_026151.1| Clostridium colinum 

Clostridium. 


203662 Bacteria_16S 281487 281516 9 38 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

203662 Bacteria_16S 352995 353020 10 35 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

203662 Bacteria_16S 354454 354479 10 35 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

203662 Bacteria_16S 649027 649052 10 35 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

203662 Bacteria_16S 697290 697315 10 35 gi|265678584|ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

203662 Bacteria_16S 824404 824429 10 35 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

203662 Bacteria_16S 825906 825931 10 35 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; Proteobacteria; 


Alphaproteobacter 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 


sea. 


, 


203662 Bacteria_16S 842663 842688 10 35 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

203662 Bacteria_16S 870012 870037 10 35 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

203662 Bacteria_16S 1056797 1056822 10 35 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

203662 Bacteria_16S 1068900 1068925 10 35 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

203662 Bacteria_16S 1142794 1142819 10 35 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

203662 Bacteria_16S 1408755 1408784 9 38 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

203662 Bacteria_16S 1572206 1572231 10 35 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 
203662 Bacteria_16S 1867665 1867690 10 35 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
Chelatococcus. 

203662 Bacteria_16S 1938996 1939021 10 35 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

203662 Bacteria_16S 2059730 2059759 9 38 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

203662 Bacteria_16S 2299635 2299660 10 35 gi|219857530|ref|NR_025118.1| Bosea massiliensis 


strain 63287 16S 


sulfonivorans str 
Bacteria; Proteob 


203662 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


203662 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


203662 Bacteria_16S 


strain IAM 13153 


ribosomal RNA, partial sequence 


2349497 2349526 9 38 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2466623 2466648 13 38 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3911724 3911749 10 35 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
3975780 3975805 10 35 gi 


2299447 23008 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
203662 Bacteria_16S 
en 


2466381 24678 
cl 


ue 
er 


rhizobiace 
219857494 
ce 23493 
les; Hypho 
219857405 


ostridiu 
219846286 
nce 

ia; Rhiz 
219846241 


16S ribosomal RNA, complete sequence 


micr 


obia 


Bosea. 
ref |NR_025082.1 
35 2350745 Hyphom 
obiaceae; Hy 


ref|NR_024993.1 


ref|NR_025876.1 

3911550 391285 
les; Bradyrh 
NR_025831.1 


ref 


77 Bosea massiliensis Bacteria; 
ae; 


Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 
m. 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 


Mycoplana bullata 


3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 


203662 Bacteria_16S 4222578 4222603 10 35 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

203662 Bacteria_16S 4239192 4239217 10 35 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 

203662 Bacteria_16S 4240651 4240676 10 35 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 

203662 Bacteria_16S 182336 182360 12 36 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 


strain 6VI 16S ri 
Firmicutes; 


Bacteria; 


Bacteria; 


strain PC80 16S r 
Firmicutes; Clost 


203662 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


203662 Bacteria_16S 
6S ribosomal RNA, partial sequence 2288984 22904 


strain LRC 5382 1 
Firmicutes; Clost 


203662 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


203662 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


203662 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


203662 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


203662 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


203662 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


203662 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


203662 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


203662 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


203662 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


205676 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


205676 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


205676 Bacteria_16S 


strain PL7HG1 16S 
Proteobacteria; A 


Clost 
203662 Bacteria_16S 
DSM 16795 16S rib 
Firmicu 
203662 Bacteria_16S 
silvestris strain 
Proteob 
203662 Bacteria_16S 


bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1176144 1176176 12 43 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1380287 1380311 10 34 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1519372 1519396 12 36 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1733836 1733868 12 43 gi 


cl 


H 


in Mz 5 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Lachnos 
2289221 2289245 12 36 gi|219857539|ref 


ridia; Clostridiales; Lachnospiraceae; 
2615299 2615323 12 36 gi 


L 


ridia; Clostridiales; Clostridiales Fami 
2660950 2660974 11 35 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2779444 2779468 11 35 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
3126874 3126898 11 35 gi 

ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3128362 3128386 11 35 gi 
n IFAM KB-677 16S ribosomal RNA, parti 


ria; Proteobacteria; Alphaproteobacter 


en 


le 


ot 


ue 
a; 


al 
ia 


3296582 3296614 12 43 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3317831 3317855 11 35 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3584664 3584692 9 37 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3595462 3595494 12 43 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


en 
sp 


et 


en 
ne 


cl 


182124 18361 
228718376 
1175949 11773 
idiaceae; 
228717274 
ce 
les; Beije 
219857617 
1519166 15206 


219878385 


219857255 
16S ribosomal RNA, partial sequence 2615060 26165 


219857216 
219857130 
2779259 27806 


219846837 


219846836 


219846723 


219846708 
3317638 33191 
219846519 


219846511 
3595254 35967 


ostridium. 


ref 


Clos 
ref 
13801 
rinc 

ref 


espellia. 
ref 


teri 
ref 


achnobac 


Ince 
ref 


ly XII. 


ce 26607 
Ss; Hyphomicr 
ref 
richaceae; T 
ref 

3 
ales 
ref 


nce 
Rhizobi 


sequenc 
Rhizob 


: iale 
ref 
ce 32963 
iraceae; Pse 


ref 


a. 
ref 
ce 35844 
llaceae; Pha 
ref 


ostridium. 


3762809 3762841 12 43 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
1057050 1057167 1 118 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


al 
ia 


al 
er 


254696 254813 1 

1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
383255 383372 1 118 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 


118 gi 
ip 


rh 


205676 Bacteria_16S 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 


870265 870382 1 118 gi 


219846390 


265678339 


265678892 
254252 255652 Afipi 


265678799 
382807 38428 


265678465 


ref 
sequenc 
les; Lachnos 
ref 
sequenc 
ia; Rhizobia 
ref 
a br 
ia. 
ref 
izobiaceae; 
ref 


15 1381523 Methy 


1733638 17350 


58 2662094 Methy 


126704 31281 


e 3128192 31296 


73 3297834 Pseudo 


36 3585946 Phasco 


e 3762598 37640 


e 1056603 10580 


NR_027573.1 


tridium. 
NR_027561.1 
1 
kiaceae; Me 
NR_025206.1 


NR_025524.1 
7 
piraceae; Ps 
NR_025127.1 


um. 
NR_024886.1 


rtae Sedis; 
NR_024844.1 
1 
obiaceae; Me 
NR_024758.1 


hiothrix. 
NR_026429.1 

4 
; Hyphomicro 
NR_026428.1 
1 


Ss; Hyphomicr 


NR_026315.1 


udobutyrivib 
NR_026300.1 


NR_026111.1 


scolarctobac 
NR_026103.1 


NR_025981.1 
7 
piraceae; Bu 
NR_028641.1 
8 
les; Bradyrh 
NR_029200.1 
oomeae Bacte 


NR_029104.1 


Bradyrhizobi 
NR_028768.1 


it 


2 Clostridium irregulare Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Methylocella 

ocella silvestris BL2 
hylocella. 

Hespellia porcina 


14 Hespellia porcina Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Clostridium populeti 


42 Clostridium populeti Bacteria; 


Butyrivibrio 

4 Butyrivibrio 
tyrivibrio. 
Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 


Bradyrhizobium 


869838 871263 Bradyrhizobium 


yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Bradyrhizobium. 


205676 Bacteria_16S 
oligotrophica str 


oligotrophica Bac 


205676 Bacteria_16S 
hamburgensis stra 
Proteob 
205676 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
205676 Bacteria_16S 
strain AN1 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
205676 Bacteria_16S 


Bacteria; 


strain 34633 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
205676 Bacteria_16S 
faecalis strain g 
Proteob 
205676 Bacteria_16S 
carboxydohydrogen 
carboxydohydrogen 
205676 Bacteria_16S 
strain 7d 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
205676 Bacteria_16S 
strain 941 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
205676 Bacteria_16S 


Bacteria; 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
205676 Bacteria_16S 
aminoxidans strai 
Proteob 
205676 Bacteria_16S 


Bacteria; 


strain TagT2C 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
205676 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


205676 Bacteria_16S 


strain 301 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
205676 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


205676 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


205676 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


205676 Bacteria_16S 


strain IAM 13153 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
205676 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


205676 Bacteria_16S 


strain W1-2B 16S 


strain SA35 16S r 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


205676 Bacteria_16S 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 


3911977 3912094 1 118 gi 
teria; Proteobacteria; Alphaproteobact 
1365304 1365421 1 118 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


2301356 2301473 1 118 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
2567758 2567875 1 118 gi 
bosomal RNA, partial sequence 
Brady 
4222831 4222948 1 118 gi 
ribosomal RNA, partial sequence 
Brady 
1572459 1572576 1 118 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2860094 2860211 1 118 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2220784 2220901 1 118 gi 
osomal RNA, partial sequence 
Xanth 
353248 353365 1 118 gi 
bosomal RNA, partial sequence 
Hypho: 
354707 354824 1 118 gi 
ribosomal RNA, partial sequence 
Hypho: 
2222193 22223101 118 gi 
n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
3239384 3239501 1 118 gi 
ribosomal RNA, partial sequence 
Xanth 
3307573 3307690 1 118 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3309035 3309152 1 118 gi 
bosomal RNA, partial sequence 


1867918 1868032 1 115 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


1306029 1306146 1 
RNA, complete sequence 
ia; Rhizobiales; Xanthobacteraceae; 
463357 463473 2 118 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
3976033 3976149 1 117 gi 
16S ribosomal RNA, complete sequence 


118 gi 


st 


697543 697657 1 115 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
1069153 1069267 1 115 gi 
ribosomal RNA, partial sequence 


1492714 1492828 1 115 
ibosomal RNA, partial sequence 


gi 


1939249 1939363 1 115 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


4239445 4239559 1 115 


ain S58 16S ribosomal RNA, partial seq 


2300928 2302353 Afipi 


2567339 25687 


4222451 42238 


2220358 22217 


352821 35423 


354284 35569 


3238968 32403 


3308619 33100 


1305606 1307012 Stark 


1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
205676 Bacteria_16S 
1492298 14937 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
205676 Bacteria_16S 


219846286 
uence 

eria; Rhiz 
228719040 
ence 13648 
les; Brady 
219857529 


ipia. 
219857289 


rhizobiace 
219846056 


rhizobiace 
219857383 
15720 
les; Brady 
219856884 
artial seq 
obacteria; 
219857585 


obacterace 
265678821 


microbiace 
265678820 


microbiace 
219857584 
nce 22217 
les; Xanth 
219846761 


obacterace 
219846716 
ence 33071 
les; Xanth 
219846715 


obacterace 
219878289 

equence 
cteria; 


219846269 


arkeya. 
265678742 
sequence 
ia; Rhizob 
219846241 
39756 
llaceae; M 
265678584 
nce 69711 
terales; C 
265678331 


aulobacter 
219846714 


obacterace 
219878235 
sequence 
ria; Rhizo 


219846042 


gi 


Rhi 


ref|NR_025876.1 
3911550 391285 
obiales; Bradyrh 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_025117.1 
a birgiae Bacter 
ref|NR_024920.1 
Nitrobacter 
NR_025646.1 


ae; 
ref 


ae; Afipia. 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_025173.1 


Xanthobacter 
NR_029126.1 


ae; 
ref 


ae; 
ref 


Rhodoplanes. 
NR_029125.1 


ae; Rhodoplanes. 
ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref|NR_026353.1 
79 Xanthobacter 
ae; Xanthobacte 
ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref|NR_026307.1 
30 Xanthobacter 
ae; Xanthobacte 
NR_025428.1 
1867493 186885 
iales; Beije 


NR_025859.1 
novella Bact 


ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref|NR_025374.1 
1938810 194024 
biales; Methylob 


ref|NR_025632.1 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 
Afipia birgiae strain 
ia; Proteobacteria; 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 

Xanthobacter viscosus 


41 Xanthobacter viscosus Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Xanthobacter 

bacter aminoxidans 
nthobacter. 
Xanthobacter tagetidis 


tagetidis Bacteria; 
tis 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 
r. 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Starkeya novella DSM 
eria; Proteobacteria; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Mycoplana bullata 

ana bullata Bacteria; 


Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Brevundimonas nasdae 
nasdae Bacteria; 
onas. 

Xanthobacter agilis 


agilis Bacteria; 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Methylobacterium 


4239011 4240418 Methylobacterium hispanicum 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 


205676 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


205676 Bacteria_16S 


strain BN 126 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
205676 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


205676 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


205676 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


205676 Bacteria_16S 


34614 16S ribosom 
Alphaproteobacter 


205676 Bacteria_16S 


strain AMX51 16S 
Proteobacteria; A 


205676 Bacteria_16S 


strain SO2 16S ri 
Proteobacteria; A 


205676 Bacteria_16S 


strain 63287 16S 
Proteobacteria; A 


205676 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


205676 Bacteria_16S 


strain ORS 992 16 
Proteobacteria; A 


205676 Bacteria_16S 


strain gal 1261 1 
Proteobacteria; A 


205676 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


205676 Bacteria_16S 


echinoides strain 
echinoides Bacter 


205676 Bacteria_16S 


strain IM1 16S ri 
Proteobacteria; A 


205676 Bacteria_16S 


strain NCIMB 1112 
Proteobacteria; A 


205676 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


205676 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


205676 Bacteria_16S 


temperatum strain 
temperatum Bacter 


205676 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


205676 Bacteria_16S 


subsp. ureaphilum 
facile subsp. ure 
Hyphomicrobium. 


205676 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


2661202 2661318 1 118 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3940507 3940623 1 117 gi 
ribosomal RNA, partial sequence 


en 
le 


bosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3980184 3980300 1 117 gi 


bi 


lphaproteobacteria; Rhizobiales; Rhizobi 
351786 351889 1 104 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
1703705 1703808 1 104 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
2662585 2662688 1 104 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
3004954 3005057 1 104 gi 
6 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 


bi 
s 
a; 


lo 


lo 


219857216 


219846265 
3940082 39414 


1486230 14876 


3075492 30769 


219846238 
6S ribosomal RNA, partial sequence 3979744 39812 


265678823 
351363 35277 


219878405 
219857215 
2662145 26634 


219846920 


ce 26607 
s; Hypho: 


lphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 

2299888 2299988 1 101 gi|219857530|ref|NR_025118.1 
ribosomal RNA, partial sequence 2299447 23008 
lphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

2994155 29942711 117 gi| 219846927 |ref|NR_026519.1 
n AF3.10 16S ribosomal RNA, partial sequence 2993732 299516 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiac 
terium group; Agrobacterium. 

3075915 3076031 1 117 gi|219846871|ref|NR_026463.1 


aceae; R 


aceae; R 


aceae; R 


equence 
Rhizobi 
cystacea 


30045 
cystacea 


3578784 3578899 1 116 gi 
IFAM 1003 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
415776 415890 1 115 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1242872 1242986 1 115 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1309016 1309130 1 115 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


se 
a; 


le 


qu 
a; 


rt 
ro 


1310489 1310603 1 115 gi 
strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


Pp 
ap 


1485146 1485260 1 115 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


qu 
ri 


205676 Bacteria_16S 


3125657 31257711 115 gi 


219846523 


265678777 
415329 41680 


219878114 


228721488 


228721487 


219857250 


219846838 


quence 
Rhizobi 
s; Methy 


ence 
Rhizobi 


ial sequ 


teobacte 


artial s 
roteobac 


ence 
a; Rhizo 


ref |NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref|NR_025855.1 


hizo 
ref 


bium/Agrobac 
NR_025828.1 


hizo 
ref 


bium/Agrobac 
NR_029128.1 


hodobium. 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_024843.1 


e; Methylopila. 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref |NR_029082.1 
lobacteriaceae; 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 

Rhodobium marinum 


71 Afifella marina Bacteria; 


Rhodobiaceae; Afifella. 
363664 363778 1 115 gi|265678812|ref|NR_029117.1| Phenylobacterium 
FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 

1143047 11431611 115 gi|253680761|ref|NR_028009.1| Pannonibacter 
in C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

824657 824757 1 101 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 

824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 

826159 826259 1 101 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
al RNA, partial sequence 825713 827158 Bosea eneae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 

842916 843016 1 101 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 
ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
lphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

1486663 1486779 1 117 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Agrobacterium 
8 Agrobacterium 
eae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 
Hyphomicrobium facile 

6 1310018 Hyphomicrobium 

Hyphomicrobiaceae; 


v 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


ref|NR_026430.1 
3125234 312665 


Hyphomicrobium 
3 Hyphomicrobium 


methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Hyphomicrobium. 


205676 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


205676 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


205676 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


205676 Bacteria_16S 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
205676 Bacteria_16S 


strain SH22623 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
205676 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


205676 Bacteria_16S 


3128614 3128728 1 115 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


3939052 3939166 1 115 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


372595 372712 1 118 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


794019 794135 1 117 gi 
B 16S ribosomal RNA, partial sequence 


1025071 1025187 1 117 
S ribosomal RNA, partial sequence 


gi 


3577320 3577436 1 117 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3645669 3645785 1 117 gi 


219846836 
al sequenc 
ia; 


219846266 
equence 
a; Rhizobi 


265678806 
quence 
teria; Sph 
265678516 

79361 
biaceae; 
265678361 


1024681 10260 
R 


biaceae; 
219846524 
nce 35769 
les; Brady 
219846474 


strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 36466 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
205676 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


205676 Bacteria_16S 


australicum strai 
australicum Bacte 


205676 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


205676 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


205676 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


205676 Bacteria_16S 


strain SCII24 16S 
Proteobacteria; A 


205676 Bacteria_16S 


grignonense strai 
grignonense Bacte 


205676 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


205676 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


205676 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


205676 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


205676 Bacteria_16S 


strain DSM 2665 1 
Proteobacteria; A 


205676 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


1397022 1397101 1 80 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


3263367 3263482 1 116 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
4240904 4240983 1 80 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
371100 371214 1 115 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


649280 649394 1 115 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
677951 678065 1 115 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
679396 679510 1 115 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
1380540 1380654 1 115 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1515103 15152171 115 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


1580047 1580161 1 115 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 

ifer group; Sinorhizobium. 
1650123 1650237 1 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
2014330 2014444 1 115 gi 


115 gi 


lphaproteobacteria; Rhodobacterales; H 
2349751 2349865 1 115 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


biaceae; 
228715764 

uence 

bacteria; 


219846745 
al sequenc 
ia; Rhizob 
219846041 
ce 42404 
les; Methy 
265678807 
quence 
eria; Rhod 
265678618 
e 64884 
les; Beije 
265678597 


677507 67890 


llaceae; O 
265678596 
uence 

ia; Rhizob 
228717274 
ce 13801 
les; Beije 
219878113 
1 sequence 
teria; Rhi 


219878491 
sequence 


a; Rhizobi 


219878442 


1649700 16511 


obacterace 
219878186 


6S ribosomal RNA, partial sequence 2013915 20153 


yphomonada 
219857494 
ence 23493 
les; Hypho 


205676 Bacteria_16S 


2399873 2399987 1 115 gi 


219857460 


chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


Rhizob 


R 


R 


Hyphomic 


ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref|NR_025856.1 
3938625 394003 
ales; Methylobac 


, 


ref|NR_029111.1 
372149 373610 
ingomonadales; S 


ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028663.1 


hizobium/Agrobac 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref |NR_026066.1 
hizobium/Agrobac 
NR_027539.1 
1396599 139803 
Rhizobiales; Met 


ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref|NR_029112.1 

370665 372098 
obacterales; Rho 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref|NR_028901.1 
678955 680426 
iales; Brucellac 
ref |NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_025252.1 
1514694 151610 
zobiales; Phyllo 


ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


’ 


ref|NR_025581.1 


ae; 
ref 


Labrys. 
NR_025325.1 
ceae; Hyphomona 
ref |NR_025082.1 
35 2350745 Hyphom 
microbiaceae; Hy 


robiaceae; 


Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Methylobacterium 
1 Methylobacterium 
teriaceae; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Blastobacter 
bacter capsulatus 
astobacter. 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Methylobacterium 

3 Methylobacterium 

hylobacteriaceae; 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Methylocapsa 

ocapsa acidiphila 
hylocapsa. 
Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 

Ochrobactrum 

eae; Ochrobactrum. 

Methylocella 

ocella silvestris BL2 

hylocella. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Sinorhizobium 
0 Sinorhizobium 


ae; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Ss. 


Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 


ref |NR_025048.1 
2399427 240087 


Hyphomicrobium 
3 Hyphomicrobium 


205676 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


205676 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


205676 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


205676 Bacteria_16S 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Sinorhizobium. 


205676 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


205676 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 


strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


205676 Bacteria_16S 


strain LMG 2142 1 


strain IS 123 16S 
Proteobacteria; A 


205676 Bacteria_16S 


strain 3-p 16S ri 
Proteobacteria; A 


205676 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


205676 Bacteria_16S 


strain ATCC 15253 
Proteobacteria; A 


205676 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


205676 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


205676 Bacteria_16S 


strain 5424 16S r 
Proteobacteria; A 


205676 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


205676 Bacteria_16S 


strain MDA5527 16 
Proteobacteria; A 


205676 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


205676 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


205676 Bacteria_16S 


diazotrophicus st 
diazotrophicus PA 


Gluconacetobacter. 
205676 Bacteria_16S 


strain T4 16S rib 
Proteobacteria; A 


2623173 2623287 1 115 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
3127126 3127240 1 115 gi 
ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3131523 3131637 1 115 gi 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
3603419 3603533 1 


115 gi 


1067651 1067768 1 118 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1955998 1956115 1 118 
ibosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2245001 2245118 1 118 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
3261843 3261960 1 118 gi 
Sphingomonadales; 
62585 62701 1 117 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
742986 743086 1 101 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2021706 2021806 1 101 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023195 2023295 1 101 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
3977521 39776211 101 gi 
AM 14193 16S ribosomal RNA, partial se 
; Proteobacteria; Alphaproteobacteria; 


431110 431189 1 80 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


448101 448180 1 80 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
715360 715463 1 104 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 
741491 741570 1 80 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

1238368 12384711 104 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1239884 1239987 1 104 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1353380 1353459 1 80 gi 
rain PAl 5 16S ribosomal RNA, partial 

1 5 Bacteria; Proteobacteria; Alphapro 


gi 


1628854 1628957 1 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Beije 


104 gi 


Sphingomonadales; 


1955571 19570 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 
62180 
biaceae; 


742578 74395 


Rhodospiri 


terales; 


quence 


447654 44913 
Acetobacte 


714920 71638 
obacteriac 


741046 74252 
Acetobacte 


teobacteri 


1628419 16298 
rinckiacea 


219857249 
26227 
les; Phyll 
219846837 
uence 
a; Rhizobi 
219846834 
sequence 
ia; Rhizob 


, 


219846504 


biaceae; S 
265678332 
ence 10672 


219878224 


Sphingomon 
219857569 

22445 
les; Rhizo 
219846746 


Sphingomon 
265679022 
63541 
R 
265678551 


219878181 
20212 
Cc 
219878180 
20227 
aulobacter 
219846240 


Rhodospir 


265678767 
sequence 
ria; Rhodo 


265678756 


265678571 


265678553 


219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
228720330 
sequence 


219878457 


205676 Bacteria_16S 


strain H-8 16S ri 


2154070 2154149 1 80 gi 
bosomal RNA, partial sequence 


ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


w 


ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_029330.1 


hizo 
ref 


bium/Agrobac 
NR_028855.1 


llaceae; Rhodoci 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref |NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025830.1 

3977072 397838 
illales; Rhodosp 


ref |NR_029072.1 
430661 432145 
spirillales; Ace 


ref|NR_029061.1 


race 
ref 


ae; Roseomon 
NR_028876.1 


Aminobacte 
NR_028857.1 


eae; 
ref 
raceae; Roseomon 
NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_027591.1 
1352934 135441 
Rhodospirilla 


a; 
ref |NR_025596.1 


e; Methylocella. 


219857632 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 

Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 

Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 

Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Roseomonas gilardii 
Roseomonas gilardii 


tobacteraceae; 


Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
r. 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Gluconacetobacter 

8 Gluconacetobacter 

les; Acetobacteraceae; 


Methylocella tundrae 


34 Methylocella tundrae Bacteria; 


ref|NR_025221.1 


Rubritepida flocculans 


2153652 2155080 Rubritepida flocculans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 


205676 Bacteria_16S 2508997 2509076 1 80 gi|219857371|ref|NR_024959.1 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 251001 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetoba 
Gluconacetobacter. 

205676 Bacteria_16S 2536269 2536372 1 104 gi|219857353|ref|NR_024941.1 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 25371 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
205676 Bacteria_16S 2537628 25377311 104 gi|219857352|ref|NR_024940.1 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 25385 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
205676 Bacteria_16S 2539032 2539135 1 104 gi|219857351|ref|NR_024939.1 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 25399 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
205676 Bacteria_16S 2695451 2695530 1 80 gi|219857191|ref|NR_024819.1 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccha 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
205676 Bacteria_16S 2709141 2709220 1 80 gi|219857182|ref|NR_024810.1 
strain AA08 16S ribosomal RNA, partial sequence 2708714 27101 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 
205676 Bacteria_16S 2761504 2761583 1 80 gi| 219857145 |ref|NR_024773.1 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 27624 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 
205676 Bacteria_16S 2809745 2809824 1 80 gi|219857110|ref|NR_024738.1 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacte 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

205676 Bacteria_16S 2824791 2824870 1 80 gi| 219856907 |ref|NR_024728.1 
strain 71 16S ribosomal RNA, partial sequence 2824364 28257 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 
205676 Bacteria_16S 2936488 2936567 1 80 gi|219856832|ref|NR_024651.1 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 293748 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Aceto 
Acidiphilium. 

205676 Bacteria_16S 3025949 3026028 1 80 gi|219846906|ref|NR_026498.1 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenyl 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
205676 Bacteria_16S 3418338 3418417 1 80 gi|219846632|ref|NR_026224.1 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 341936 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetob 
Gluconobacter. 

205676 Bacteria_16S 3554631 35547101 80 gi|219846540|ref|NR_026132.1 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 355566 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Gluconacetobacter. 

205676 Bacteria_16S 3574309 3574388 1 80 gi|219846526|ref|NR_026118.1 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconob 
205676 Bacteria_16S 3580252 35803311 80 gi|219846522|ref|NR_026114.1 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 358126 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillale 
Roseococcus. 

205676 Bacteria_16S 3800576 3800679 1 104 gi| 219846362 |ref|NR_025953.1 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
205676 Bacteria_16S 3941953 3942032 1 80 gi|219846264|ref|NR_025854.1 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
205676 Bacteria_16S 3943414 3943493 1 80 gi| 219846263 |ref|NR_025853.1 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidip 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
205676 Bacteria_16S 3944873 3944952 1 80 gi|219846262|ref|NR_025852.1 
strain PW2 16S ribosomal RNA, partial sequence 3944448 39458 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
205676 Bacteria_16S 3946334 3946413 1 80 gi|219846261|ref|NR_025851.1 


strain Lhet2 16S 
Proteobacteria; A 


205676 Bacteria_16S 


strain KLB 16S ri 
Proteobacteria; A 


205676 Bacteria_16S 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3947799 3947878 1 80 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 


3945905 39473 


Acetobacte 
219846260 


3947368 39487 


Acetobacte 
219846247 


3967284 3967387 1 104 gi 


17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref|NR_025837.1 


s: 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
Ss. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
s. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Saccharibacter 
ribacter floricola 
Saccharibacter. 
Asaia krungthepensis 


, 


24 Asaia krungthepensis Bacteria; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Gluconobacter 
7 Gluconobacter 

acteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 
Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidocella facilis 


’ 


54 Acidocella facilis Bacteria; 


las 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Mesorhizobium loti 


strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


205676 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


205676 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


205676 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


205676 Bacteria_16S 


strain MHS-3 16S 


356184 356298 1 115 
ribosomal RNA, partial sequence 
Sphingomonadales; 

1073562 1073676 1 115 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
2012870 2012984 1 115 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2151145 2151259 1 115 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 

2457689 2457803 1 115 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


gi 


2541767 2541881 1 115 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


205676 Bacteria_16S 


strain CNS 2-75 1 


3683744 3683858 1 115 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


205676 Bacteria_16S 


strain OCh 254 16 


3899791 3899905 1 115 
S ribosomal RNA, partial sequence 


gi 


265678818 


355741 35715 


Sphingomon 
265678328 
ence 10731 


Sphingomonadales; 


219878187 
al sequenc 
ria; Rhodo 
219857634 


2150729 21521 


Erythrobac 
219857411 
quence 

ia; Sphing 


v 


219857349 


2541332 25426 


yphomonada 
219846448 


6S ribosomal RNA, partial sequence 3683303 36847 


llaceae; O 
219846295 


3899350 39007 


ref|NR_029123.1| Sphingopyxis terrae 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref |NR_028630.1| Novosphingobium 
37 1074554 Novosphingobium tardaugens 
Sphingomonadaceae; Novosphingobium. 
ref|NR_025326.1| Hyphomonas 
e 2012455 2013864 Hyphomonas 
bacterales; Hyphomonadaceae; Hyphomonas. 
ref|NR_025223.1| Porphyrobacter cryptus 
42 Porphyrobacter cryptus Bacteria; 
teraceae; Porphyrobacter. 
ref|NR_024999.1| Sphingopyxis 

2457264 2458706 Sphingopyxis 
omonadales; Sphingomonadaceae; 


ref|NR_024937.1| Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
ceae; Hyphomonas. 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref|NR_025885.1| Roseibium denhamense 
43 Roseibium denhamense Bacteria; 
aceae; Roseibium. 
ref |NR_025846.1 
99 3954787 Rhodov 
, 


Ochrobactrum anthropi 
anthropi Bacteria; 


Rhodovulum 
ulum sulfidophilum 
hodobacteraceae; Rhodovulum. 
ref|NR_025845.1| Rhodovulum strictum 
24 Rhodovulum strictum Bacteria; 
aceae; Rhodovulum. 

ref|NR_025816.1| Porphyrobacter 

3997630 3999069 Porphyrobacter 

omonadales; Erythrobacteraceae; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


ref|NR_028872.1 
719632 721036 
obacterales; Cau 


ref|NR_028632.1| Tistrella mobilis 

36 Tistrella mobilis Bacteria; 

llaceae; Tistrella. 

ref|NR_025324.1| Caulobacter leidyia 

75 2016816 Caulobacter leidyia Bacteria; 

adaceae. 

NR_026455.1 
3087607 308909 

Clostridiaceae; 

ref |NR_026372.1 

e 3211554 321297 

pylobacterales; 


Natronincola 
0 Natronincola 
Natronincola. 
Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


ref|NR_026059.1| Rhizobium giardinii 
53 Rhizobium giardinii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
205676 Bacteria_16S 3953824 3953938 1 115 gi| 219846256 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
205676 Bacteria_16S 3955263 3955377 1 115 gi| 219846255 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 39562 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
205676 Bacteria_16S 3998055 3998169 1 115 gi|219846226 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphing 
Porphyrobacter. 

205676 Bacteria_16S 720059 720176 1 118 gi| 265678568 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caul 
Asticcacaulis. 

205676 Bacteria_16S 1070644 1070761 1 118 gi| 265678330 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
205676 Bacteria_16S 2015800 2015917 1 118 gi| 219878185 
strain ATCC 15260 16S ribosomal RNA, partial sequence 20153 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
205676 Bacteria_16S 3088078 3088178 1 101 gi| 219846863 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; 
205676 Bacteria_16S 3211992 3212096 1 105 gi| 219846780 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequenc 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Cam 
Helicobacter. 

205676 Bacteria_16S 3656320 3656436 1 117 gi|219846467 
strain H152 16S ribosomal RNA, partial sequence 3655877 36573 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
205676 Bacteria_16S 5025 5128 a 104 gi| 265679060 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
205676 Bacteria_16S 6487 6590 1 104 gi| 265679059 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
205676 Bacteria_16S 7944 8047 1 104 gi| 265679058 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
205676 Bacteria_16S 318195 318298 1 104 gi| 265678848 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequen 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 446569 446648 1 80 gi| 265678757 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
205676 Bacteria_16S 561268 561347 1 80 gi| 265678678 


ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 


hizobium/Agrobacterium group; Rhizobium. 

ref |NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 

Bartonella. 

ref|NR_029367.1| Bartonella taylorii 
Bartonella taylorii Bacteria; 

Bartonella. 

ref|NR_029366.1| Bartonella grahamii 
Bartonella grahamii Bacteria; 

Bartonella. 

ref|NR_029153.1| Bartonella vinsonii 

ce 317746 319177 Bartonella vinsonii 

Rhizobiales; Bartonellaceae; Bartonella. 

ref|NR_029062.1| Roseomonas cervicalis 

3 Roseomonas cervicalis Bacteria; 

raceae; Roseomonas. 

ref |NR_028983.1] Roseomonas 


560822 562307 Roseomonas 


ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Roseomonas. 


205676 Bacteria_16S 
entanii strain LT 
Proteob 
205676 Bacteria_16S 


Bacteria; 


strain 21F-2 16S 


667232 667311 1 80 gi 


1079465 1079544 1 80 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


205676 Bacteria_16S 
indonesiensis str 
indonesiensis Bac 


Acetobacter. 


205676 Bacteria_16S 


strain NBRC 13755 
Bacteria; 


Acetobacter. 


205676 Bacteria_16S 
cibinongensis str 


cibinongensis Bac 
Acetobacter. 


205676 Bacteria_16S 


strain DSM 5901 1 


Proteob 
205676 Bacteria_16S 
orleanensis strai 
orleanensis Bacte 


1093188 1093267 1 80 gi 


1094635 1094714 1 80 gi 
16S ribosomal RNA, partial sequence 
1096075 1096154 1 


80 gi 


1405995 1406074 1 80 gi 


1647133 1647212 1 80 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


205676 Bacteria_16S 
DSM 5900 16S ribo 
Alphaproteobacter 
205676 Bacteria_16S 


strain LMG 1746 1 


1648630 1648709 1 80 gi 


1749346 1749425 1 80 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


205676 Bacteria_16S 


strain LMG 1625 1 


1750838 1750917 1 80 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


205676 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


205676 Bacteria_16S 


strain IBS 506 16 


strain IBS 382 16 


strain IBS 325 16 


europaeus strain 


Bacteria; Proteob 


intermedius strai 
Bacteria; Proteob 


hansenii strain N 
hansenii Bacteria 


Gluconacetobacter. 
205676 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


205676 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


1889425 1889528 1 104 gi 


PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
205676 Bacteria_16S 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


1969639 1969718 1 80 gi 


2075188 2075291 1 104 
S ribosomal RNA, partial sequence 


gi 


2084441 2084544 1 104 
S ribosomal RNA, partial sequence 


gi 


2395353 2395456 1 104 
S ribosomal RNA, partial sequence 


gi 


3003443 3003522 1 80 gi 


3118126 3118205 1 
n TF2 16S ribosomal RNA, 


80 gi 


3553100 3553179 1 80 gi 


; Proteobacteria; Alphaproteobacteria; 


3569759 3569838 1 80 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

3591116 3591195 1 80 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


205676 Bacteria_16S 


strain F9251 16S 


3893654 3893757 1 104 
ribosomal RNA, partial sequence 


gi 


H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


acteria; Alphaproteobacteria; Rhodospi 


n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
205676 Bacteria_16S 
CIB 8746 16S ribosomal RNA, partial se 


265678604 
nce 
rillales; 

265678323 


1079018 10804 
Acetobacte 


265678314 
quence 
eria; 


265678313 


rillales; 
265678312 


ia; 
219857143 
quence 


eria; 


219878444 


6S ribosomal RNA, partial sequence 1646706 16481 
etobacte 


Ac 
219878443 


somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae 


; Stella. 
219878374 


6S ribosomal RNA, partial sequence 1748919 17503 
etobacte 


Ac 
219878373 


6S ribosomal RNA, partial sequence 175041117518 
etobacte 


Ac 
219878272 
e 18889 
les; Phyll 
219878215 
equence 

eria; 


219878139 


2074760 20762 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
205676 Bacteria_16S 


nellaceae; 
219878133 


2084014 20854 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
205676 Bacteria_16S 


nellaceae; 
219857463 


2394935 23963 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
205676 Bacteria_16S 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
205676 Bacteria_16S 


nellaceae; 
219846921 
nce 30029 
rillales; 

219846843 
ence 31176 
rillales; 

219846541 
quence 

R 


219846529 
equence 
rillales; 


219846515 
sequence 
ria; Rhodo 


219846299 


66678 


Rhod 


10942 


1 sequence 


Rhodos 


Rhod 


Rhod 


hodospiri 


ref|NR_028909.1 
Acet 
ref |NR_028625.1 
raceae; Acetobac 
ref |NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref|NR_028615.1 
43 1095577 Aceto 
Acetobacteraceae 
ref|NR_028614.1 
1095628 109707 
pirillales; Acet 


ref|NR_024771.1 
1405568 140698 
ospirillales; Ac 
ref|NR_025583.1 
race 


ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 
ref|NR_025513.1 


race 
ref 


ae; Acetobac 
NR_025512.1 


raceae; Acetobac 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref|NR_025354.1 

1969231 197053 
ospirillales; Rh 
ref|NR_025278.1 
tonella. 
NR_025272.1 


Bar 
ref 


tonella. 
NR_025051.1 


Bar 
ref 


Bartonella. 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026435.1 
80 3119160 Glucon 
Acetobacteracea 


Acetobacter 


ref|NR_026107.1 
3590670 359214 
spirillales; Ace 


6 668269 Glucon 
obacteraceae 


b 


Gluconacetobacter 
acetobacter entanii 
; Gluconacetobacter. 
Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
; Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


Acetobacter 
1 Acetobacter 


etobacteraceae; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 

Mesorhizobium 

izobium chacoense 

esorhizobium. 
Azospirillum 

3 Azospirillum 

odospirillaceae; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Gluconacetobacter 

4 Gluconacetobacter 
cteraceae; 


’ 


, 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


v 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


ref|NR_025889.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


Bartonella elizabethae 


3893217 3894682 Bartonella elizabethae Bacteria; 


205676 Bacteria_16S 
strain 101 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
205676 Bacteria_16S 
seohaensis strain 
seohaensis Bacter 


Erythrobacter. 


205676 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 


bermudensis HTCC2 


HTCC2503 Bacteria 
205676 Bacteria_16S 
aquibiodomus stra 
aquibiodomus Bact 


Nitratireductor. 


205676 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 
strain K 16S ribo 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


205676 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 
lipocyclicus stra 


lipocyclicus Bact 


205676 Bacteria_16S 


strain vc 5 16S r 


strain MCS 25 16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 


Sandaracinobacter. 
205676 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


205676 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


205676 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


205676 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


205676 Bacteria_16S 


strain 166 16S ri 


3949256 39493351 80 
bosomal RNA, partial sequence 


gi 


3996561 3996664 1 104 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


908142 908256 1 115 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 

1390986 1391100 4 118 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
2098076 2098190 1 115 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


, 


2117867 2117981 1 115 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3071447 3071561 1 115 gi 


3108988 3109102 1 115 
osomal RNA, complete sequence 


gi 


3124168 3124282 1 115 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


1077954 1078071 1 118 gi 
4 16S ribosomal RNA, partial sequence 

Sphingomonadales; 

1581557 1581634 1 78 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1845171 1845288 1 118 gi 
ibosomal RNA, partial sequence 


2017290 2017407 1 118 
ribosomal RNA, partial sequence 


gi 


2460673 2460790 1 118 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3197065 3197182 1 118 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


3647158 3647262 1 105 

S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
833891 834007 1 117 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


gi 


835393 835509 1 117 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

2965212 2965312 1 101 
bosomal RNA, partial sequence 


’ 


gi 


Sphingomonadales; 
3826587 3826691 1 105 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
260575 260678 1 104 gi 
bosomal RNA, partial sequence 


205676 Bacteria_16S 
CFN 42 16S ribosomal RNA, partial sequence 


3948831 39502 


907717 90916 


2117441 21188 


somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
205676 Bacteria_16S 
strain N1 16S rib 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
205676 Bacteria_16S 


3108566 31099 


1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
205676 Bacteria_16S 
2016867 20182 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
205676 Bacteria_16S 
2460248 24616 


3646715 36481 


2964771 29662 


3826129 38276 


260171 26154 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


219846259 


Acetobacte 
219846227 
uence 

a; Sphingo: 


265678439 


Erythrobac 
228716336 
e 13905 
Parvularc 
219878123 
uence 
ria; Rhizo 
219857656 


Erythrobac 
219846874 


rinckiacea 
219846849 


hodobacter 
219846839 
1 sequence 
eria; Rhiz 


265678324 

10775 
Sphingomon 
219878490 
al sequenc 
ria; Rhodo 
219878305 


yphomonada 
219878184 


yphomonada 
219857409 


Sphingomon 
219846790 
uence 
Sphingom 


v 


219846473 


s; Helicob 
265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 
roteobacte 


219856812 


Sphingomon 
219846345 


s; Helicob 
265678887 


biaceae; R 


272666 272769 1 104 gi 


ref |NR_025849.1 
raceae; Acidocel 
ref|NR_025817.1 

3996136 399757 
monadales; Eryth 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_025262.1 

2097632 209908 
biales; Phylloba 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_026466.1 
locella palustri 
e; Methylocella. 
ref|NR_026441.1 


acea 
ref 


e; Rhodovulu 
NR_026431.1 
123738 312518 
obiales; Hyphomi 


w 


ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025444.1 
; Maricauli 
NR_025323.1 


ceae 
ref 


; Maricaulis 
NR_024997.1 


ceae 
ref 


adac 
ref 


eae; Sphingo 
NR_026382.1 
196654 319807 
onadales; Sphing 


w 


ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref |NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref|NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref|NR_029195.1 


hizobium/Agrobac 


265678878 


Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Erythrobacter 

9 Erythrobacter 

robacteraceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 

Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Methylocella palustris 
s Bacteria; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Hyphomicrobium 

3 Hyphomicrobium 

crobiaceae; 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Rhodovarius 
8 Rhodovarius 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
s. 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Sphingomonas aquatilis 


89 Sphingomonas aquatilis Bacteria; 


monas. 
Sandaracinobacter 

0 Sandaracinobacter 

omonadaceae; 


Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 

Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 


ref|NR_029184.1 


272240 273697 Rhizobium etli Bacteria; 


Rhizobium etli strain 
Proteobacteria; 


Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


205676 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 
205676 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
205676 Bacteria_16S 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobacteria; 


strain Illinois 1 


strain AU476 16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


205676 Bacteria_16S 
train R1 16S ribosomal RNA, partial sequence 

acteria; Proteobacteria; Alphaproteobacteria; Rh 
205676 Bacteria_16S 
16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
205676 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
205676 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
205676 Bacteria_16S 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
205676 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
205676 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
205676 Bacteria_16S 


schoenbuchensis s 


schoenbuchensis B 


strain USDA 9030 


strain SE3104 16S 


strain 91-4 16S r 


strain IBS 193 16 


strain MHS-2 16S 


strain C-29 16S r 


strain N2 16S rib 


strain Hh-2 16S r 
Proteobacteria; E 


205676 Bacteria_16S 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
205676 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
205676 Bacteria_16S 
n Benl01 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


strain 165 16S ri 
Proteobacteria; E 


strain A828 16S r 
kaplicensis strai 


kaplicensis Bacte 
Amaricoccus. 


205676 Bacteria_16S 
6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
205676 Bacteria_16S 
ain W-50 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


strain HTCC2597 1 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


205676 Bacteria_16S 
strain ATCC 33790 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteobacteria; S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


205676 Bacteria_16S 
16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
205676 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteobacteria; Sp 


strain DSM 11603 


strain SW-161 16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


205676 Bacteria_16S 
oligophenolica 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


306106 306185 1 


464858 464937 1 


571899 572002 1 


1232275 1232378 1 


1503128 1503231 1 


1851268 1851347 1 


2295457 2295560 1 


2296923 2297026 1 


2540362 2540465 1 


2549360 2549463 1 


3107524 3107627 1 


osomal RNA, 


3802086 3802201 1 


3818946 3819061 1 


4108279 4108382 1 


253221 253335 1 


378708 378822 1 


1141522 1141636 1 


1407457 1407571 1 


3106047 3106161 1 


3995070 3995184 1 


67119 67236 1 


2885001 2885118 1 


80 


80 


104 


104 


104 


80 


104 


104 


104 


104 


104 


complete sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
205676 Bacteria_16S 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 


116 


116 


104 


115 


115 


115 


115 


115 


115 


Sphingomonadales; 


118 


118 


Sphingomonadales; 


gi| 265678856 


gi| 265678741 
464412 46582 
Rhodospiri 
gi| 265678671 
sequence 
Rho 


gi|219878271 


gi| 219846475 


gi|219878301 
1850849 18521 


gi| 219857533 
2295034 22964 


gi|219857532 
2296489 22979 


gi| 219857350 
2539981 25412 


gi] 219857344 
2548929 25503 


gi|219846850 
3107102 31085 


gi|219846361 
3801626 38030 
Helicob 
gi| 219846350 
3818485 38199 
Helicob 
gi|219846146 
4107869 41092 


gi| 265678893 
Rhodob 


gi| 265678802 


gi| 253680762 
Sphi 


gi|219846657 


gi|219846851 


gi| 219846228 
3994645 39960 
Erythrobac 
gi| 265679019 
sequence 


ref|NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_029046.1 


llaceae; Inquili 
ref |NR_028976.1 

571472 572837 
dobacterales; Rh 


ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref |NR_026067.1 


hizobium/Agrobac 
ref |NR_025440.1 


llaceae; Roseosp 
ref|NR_025121.1 


Bartonella. 
ref|NR_025120.1 


Bartonella. 
ref|NR_024938.1 


ceae; 
ref |NR_024932.1 


Bartonella. 
ref|NR_026442.1 


aceae; Rhodovulu 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref|NR_025941.1 


acteraceae; Heli 
ref |NR_025736.1 


Bartonella. 
ref|NR_029201.1 

252777 254201 
acterales; Rhodo 
ref|NR_029107.1 
aceae; Oceanicol 
ref |NR_028010.1 


1141076 114255 
ngomonadales; Sp 


ref |NR_026249.1 
uence 140703 
phingomonadales; 


ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref |NR_029327.1 

66694 68135 
hingomonadales; 


ref 


gi| 219856866 


Neorickettsia risticii 
risticii Bacteria; 
a. 

Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Jannaschia 
Jannaschia 

odobacteraceae; 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Helicobacter cinaedi 


57 Helicobacter cinaedi Bacteria; 


cobacter. 
Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Amaricoccus 
Amaricoccus 
bacteraceae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Sphingopyxis 

7 Sphingopyxis 

hingomonadaceae; 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Aquamicrobium defluvii 
defluvii Bacteria; 
um. 

Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Sphingomonas 

Sphingomonas 
Sphingomonadaceae; 


NR_024685.1 


Sphingomonas 


2884576 2885881 Sphingomonas oligophenolica Bacteria; 


Sphingomon 


adaceae; Sphingo: 


monas . 


205676 Bacteria_ 
strain IFO 10550 


Proteobacteria; Alphaproteobacteria; 


205676 Bacteria_ 


flavimaris strain 
flavimaris Bacter 


Sphingopyxis. 
205676 Bacteria_ 


strain R-10 16S r 
Sp 


Bacteroidetes; 
205676 Bacteria_ 


DSM 16795 16S ribosomal RNA, partial sequence 
Firmicutes; 


Bacteria; 
205676 Bacteria_ 


californiensis strain APO 16S ribosomal RNA, partial se 
californiensis Bacteria; 


205676 Bacteria_ 


thermophila strai 
thermophila Bacte 


Hydrogenimonas. 
205676 Bacteria_ 


transvaalensis st 
transvaalensis Ba 
205676 Bacteria_16S 
echinoides strain 
echinoides Bacter 


Sphingomonas. 


205676 Bacteria_16S 
strain Z-7934 16S 
Clost 
205676 Bacteria_16S 
hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 
205676 Bacteria_16S 


Firmicutes; 


strain HTCC2506 1 


16S 3208995 3209112 1 118 gi 
16S ribosomal RNA, partial sequence 32 
Sphingomonadales; 


16S 4000977 40010941 118 gi 


16S 132458 132558 1 
ibosomal RNA, 
hingobacteria; 
16S 


101 
complete sequence 


gi 
13 


1176395 1176495 1 101 gi 
Clostridia; Clostridiales; 


16S 2237502 2237602 1 101 


gi 
Firmicutes; Clostridia; 


16S 2707716 2707808 1 93 


gi 


16S 2794663 2794763 1 101 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; 


2864720 2864832 6 118 gi 


3101527 3101627 1 101 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
89516 89595 


gi 


Clostridiaceae; 
80 gi 


1 


teria; 
erium. 
438919 438998 1 


Thermodesulfobacteria; 


80 gi 


629321 629400 1 80 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


205676 Bacteria_16S 
MV1087 16S ribosomal RNA, partial sequ 
Clostr 


azorensis strain 
Bacteria; 


Bacteria; 


gallinifaecis Bac 


LMG 19981 16S rib 
Proteobacteria; 


alexandrii strain 
alexandrii Bacter 


205676 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


205676 Bacteria_16S 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


205676 Bacteria_16S 


Firmicu 
205676 Bacteria_16S 
strain J1 16S rib 
Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 
205676 Bacteria_16S 
lusatiensis strai 
Proteob 
205676 Bacteria_16S 
gallinifaecis str 


G 
205676 Bacteria_16S 


653604 653683 1 80 gi 


tes; Clostridia; Clostridiales; 
767883 767998 1 116 
osomal RNA, partial sequence 

Rhizobiales; 
871741 871820 1 80 gi 
in CFN-Ca54 16S ribosomal RNA, partial 


gi 


1569441 1569520 1 80 gi 


1656268 1656371 1 104 gi 
ain Iso 196 16S ribosomal RNA, partial 


1814581 1814684 1 

osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1828264 1828379 1 116 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
2160096 2160159 2 65 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


104 gi 


2261997 2262076 1 80 gi 
train SL6 16S ribosomal RNA, partial s 
acteria; Thermodesulfobacteria; Thermo 
erium. 

2624750 2624829 1 


80 gi 


SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


Sphingobacteriales; Rho 

1175949 11773 
Clostr 
Clostr 


n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


Clostr 


ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3101054 31025 


ain JSP 16S ribosomal RNA, partial seq 
Thermode 


6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
205676 Bacteria_16S 


strain CE2105 16S 628893 63029 


767437 76891 
Hypho: 


eria; Proteobacteria; Alphaproteobacte 


n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


teria; Proteobacteria; Alphaproteobact 
205676 Bacteria_16S 
1814099 18155 


219846782 
08570 32100 


219846224 
uence 
a; Sphingo: 


265678974 
1953 13349 
dothermace 
228718376 


idiaceae; 
219857574 
quence 
idiales; C 
219857183 
sequence 
eria; Camp 


219857120 
sequence 

idiales; C 
219856881 
sequence 
a; Sphingo: 


219846854 


Tindallia. 
265679003 
uence 

sulfobacte 


265678762 


timonadace 
265678631 


Rhodospiri 
265678614 
ence 65316 
idiaceae; 

265678534 


microbiace 
265678464 
sequence 
ria; Rhodo 


219878173 
ce 15690 
les; Phyll 
219878437 
sequence 
eria; Rhiz 
219878326 


anthomonad 
219878317 
quence 

a; Rhodoba 
219857628 
quence 

ria; Rhodo 


219857558 
equence 
desulfobac 


Sphingomon 


ref 


ref 


ref 


ae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
rial 
ref 


ae; 
ref 


llac 
ref 


Calo 
ref 


ae; 
ref 


spir 
ref 


obac 
ref 


obia 
ref 


acea 
ref 


cter 
ref 


ND 


spir 
ref 


teri 


219857248 


ref 


adac 


mona 


5 Rhodothermus 


2237029 22384 
lost 


2707242 27086 
ylob 
2794179 27955 


lost 


2864276 28657 
mona 


89036 


3 654605 Calor 


871314 87276 


18 1570426 Deflu 


1655822 16572 


1827843 18292 


159648 21611 


2261503 22629 


NR_026374.1 


eae; 
NR_025814.1 


4000552 400199 
Sphin 


dales; 
NR_029282.1 


Rhodothermu 
NR_027573.1 


tridium. 
NR_025162.1 
8 
ridiaceae; 
NR_024811.1 
6 
acterales; 


NR_024748.1 
7 
ridiaceae; 
NR_024700.1 
3 
dales; Sphi 


NR_026446.1 


NR_029311.1 
90489 
es; Thermod 
NR_029067.1 


Fulvimarina 
NR_028936.1 


eae; Roseosp 
NR_028919.1 
a 
ranaerobacte 
NR_028838.1 


Devosia. 
NR_028767.1 
0 
illales; Ace 
NR_025312.1 


teriaceae; D 
NR_025576.1 
7 
les; Brucell 
NR_025465.1 


e; Fulvimona 
NR_025456.1 
6 
ales; Hypho 
NR_025217.1 
0 
illales; Ace 
NR_025146.1 
9 


ales; Thermo 


un 


H 


n 


e 


Vv 


monadaceae; 


Sphingomonas mali 


11 Sphingomonas mali Bacteria; 
Sphingo 


monas. 

Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Rhodothermus marinus 


marinus Bacteria; 
s 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 
Clos 


Tindallia 
3 Tindallia 
indallia. 
Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Roseospira marina 


8 Roseospira marina Bacteria; 


Leas 
Caloranaerobacter 
naerobacter azorensis 
Ts 

Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Defluvibacter 

ibacter lusatiensis 
efluvibacter. 
Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 

Oceanicaulis 

6 Oceanicaulis 
Oceanicaulis. 
Swaminathania 

2 Swaminathania 
tobacteraceae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


NR_024878.1 


Rhodanobacter 


lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 


lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Rhodanobacter. 


205676 Bacteria_16S 3697332 3697447 1 


strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 36983 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


205676 Bacteria_16S 3898316 3898395 1 


116 


80 


strain B9 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


205676 Bacteria_16S 3934690 3934793 1 


104 


strain Karp 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


205676 Bacteria_16S 3999557 3999636 1 


80 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
205676 Bacteria_16S 61112 61202 al 
strain Y6 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
205676 Bacteria_16S 
rhizophila strain 
Bacteria; 
205676 Bacteria_16S 


638458 638548 1 


1339606 1339672 1 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; 


Magnetospirillum. 
205676 Bacteria_16S 1400026 1400140 1 
RW1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_16S 1428922 1429012 1 


antibioticus strain USAM 3C 16S ribosomal RNA, 


antibioticus Bacteria; 
Lysobacter. 
205676 Bacteria_16S 
strain CM243 16S 


Proteobacteria; 


1615244 1615358 1 


205676 Bacteria_16S 1653210 1653300 1 


strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


205676 Bacteria_16S 1654757 1654847 1 


strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


205676 Bacteria_16S 2042971 2043061 1 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


nitritireducens Bacteria; 
Stenotrophomonas. 


205676 Bacteria_16S 2319679 2319769 1 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


acidaminiphila Bacteria; 
Stenotrophomonas. 
205676 Bacteria_16S 


Proteobacteria; 


2340710 2340824 1 


strain LBB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


205676 Bacteria_16S 2722667 2722757 1 


pomorum strain 3A 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 


Bacteria; 


205676 Bacteria_16S 3194034 31941241 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 31950 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


205676 Bacteria_16S 3198546 3198612 1 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequen 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; 


Magnetospirillum. 


205676 Bacteria_16S 3295305 3295395 1 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


albilineans Bacteria; 
Xanthomonas. 
205676 Bacteria_16S 3820477 3820581 1 
acinonychis strain Eaton 90-119-3 16S 
acinonychis Bacteria; Proteobacteria; 
Helicobacter. 
205676 Bacteria_16S 4035932 4036046 1 
aquimaris strain SW-110 16S ribosomal 


Proteobacteria; 


Bacteria; Proteobacteria; Alphaproteobacteria; 


Proteobacteria; 


91 


sequence 
Xanthomonadales; Xanthomonadaceae; 


91 


e-pl0 16S ribosomal RNA, partial sequence 63798 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


67 


115 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 


Sphingomonadales; Sphingomon 
91 gi| 224581439 

partial sequence 
Gammaproteobacteria; Xanth 
115 gi| 219878466 
1614821 16162 
91 gi| 219878439 


91 


91 


91 


115 


91 


91 


67 


91 


105 


ribosomal RNA, partial sequ 
Epsilonproteobacteria; 


115 


1399580 1401060 Sphin 


gi| 219846438 


gi| 219846296 
3897893 38992 


gi|219846270 
3934247 39357 


gi|219846225 
3999120 40005 


Xanthomonadales; Xanthomonadaceae; 


gi| 265679023 
60630 62129 


gi| 265678625 


228721340 
sequence 


gi 


gi| 228715353 


1652728 16542 


gi|219878438 
1654275 16557 


gi|219878166 


Xa 


gi|219857516 


Xan 


gi|219857501 
2340265 23417 


219857173 

27221 
Alicycloba 
219846792 


gi 


gi 


gi|219846789 


Rh 
gi| 219846724 


gi| 219846349 


Helicobacteraceae; 


Xanthomonadales; 


ref |NR_026029.1 
08 Helicobacter 


Helicobacter trogontum 

trogontum Bacteria; 

Helicobacter. 

ref|NR_025886.1| Ahrensia kielensis 

99 Ahrensia kielensis Bacteria; 

Ahrensia. 

ref|NR_025860.1| Orientia tsutsugamushi 

05 Orientia tsutsugamushi Bacteria; 

Orientia. 

ref|NR_025815.1| Silanimonas lenta 

01 Silanimonas lenta Bacteria; 

Silanimonas. 

ref |NR_029331.1| Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 

Xanthomonas. 

ref |NR_028930.1] Stenotrophomonas 

2 639478 Stenotrophomonas rhizophila 

Stenotrophomonas. 

ref|NR_027605.1| Magnetospirillum 
1339181 1340623 Magnetospirillum 

Rhodospirillales; Rhodospirillaceae; 


ref|NR_027525.1| Sphingomonas wittichii 
gomonas wittichii RW1 Bacteria; 

adaceae; Sphingomonas. 

ref|NR_027221.1] Lysobacter 

1428427 1429921 Lysobacter 

omonadales; Xanthomonadaceae; 


ref|NR_025605.1| Woodsholea maritima 

41 Woodsholea maritima Bacteria; 

aceae; Woodsholea. 

ref|NR_025578.1| Thermomonas brevis 

24 Thermomonas brevis Bacteria; 

Thermomonas. 

ref|NR_025577.1| Thermomonas fusca 

71 Thermomonas fusca Bacteria; 

aceae; Thermomonas. 

ref|NR_025305.1] Stenotrophomonas 
2042490 2044002 Stenotrophomonas 

nthomonadales; Xanthomonadaceae; 


ref|NR_025104.1] Stenotrophomonas 
2319172 2320713 Stenotrophomonas 
thomonadales; Xanthomonadaceae; 


ref|NR_025089.1| Rhodobaca bogoriensis 
21 Rhodobaca bogoriensis Bacteria; 
aceae; Rhodobaca. 


ref|NR_024801.1| Alicyclobacillus 


61 2723688 Alicyclobacillus pomorum 
cillus. 
ref|NR_026384.1| Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
aceae; Xanthomonas. 
ref|NR_026381.1| Magnetospirillum 
ce 3198121 3199563 Magnetospirillum 
odospirillales; Rhodospirillaceae; 


ref|NR_026316.1]/ Xanthomonas 
3294823 3296322 Xanthomonas 
Xanthomonadaceae; 


ref 
ence 


NR_025940.1| Helicobacter 
3820008 3821492 Helicobacter 


Campylobacterales; Helicobacteraceae; 


gi| 219846199 


ref|NR_025789.1] Erythrobacter 


RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 


205676 Bacteria_16S 
strain CC-1 16S r 
Thermotogae; Ther 
205676 Bacteria_16S 
strain JSS-26 16S 


205676 Bacteria_16S 
strain GSL-But2 1 
Proteobacteria; D 
205676 Bacteria_16S 


acetireducens strain DSM 10703 16S ribosomal RNA, parti 
acetireducens Bacteria; 


205676 Bacteria_16S 


rhizogenes strain IAM 14222 16S ribosomal RNA, complete 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteri 


motogales; 


330470 330571 1 


2459182 2459299 1 


2641538 2641655 1 


3482906 3483007 1 


Firmicutes; 
3974614 39747311 


102 


ibosomal RNA, partial sequence 
Thermotogaceae; 


118 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


118 


102 


Clostridia; 


118 


Rhizobium/Agrobacterium group; Agrobacterium. 


205676 Bacteria_16S 
strain TCl 16S ri 
Proteobacteria; G 
205676 Bacteria_16S 
elongatus strain 
Bacteria; Proteob 
205676 Bacteria_16S 
strain 6VI 16S ri 
Firmicutes; Clost 
205676 Bacteria_16S 
formicigenes stra 
formicigenes Bacteria; 
205676 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
205676 Bacteria_16S 
strain CFBP 4188 
Proteobacteria; G 
205676 Bacteria_16S 
hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 
205676 Bacteria_16S 
acidiphilus strai 
acidiphilus Bacte 
205676 Bacteria_16S 
pametensis strain 
pametensis Bacter 
Helicobacter. 
205676 Bacteria_16S 
pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 
205676 Bacteria_16S 
auripigmenti stra 
auripigmenti Bacteria; 
205676 Bacteria_16S 
haemolytica strai 
haemolytica Bacte 
Thermomonas. 
205676 Bacteria_16S 
strain CHOO1A 16S 
Proteobacteria; E 
205676 Bacteria_16S 
strain MCS 18 16S 


eria; 


ria; 


205676 Bacteria_16S 
washingtonensis s 
washingtonensis B 
Maricaulis. 

205676 Bacteria_16S 
hesperidum strain 
Bacteria; Firmicu 
205676 Bacteria_16S 


strain B1953/27.1 16S ribosomal RNA, partial sequence 


teria; 


59564 59640 1 


98819 98911 1 


182587 182687 1 


Clostridiales; 
417263 417363 1 


Firmicutes; 
806325 806401 1 


erium. 


867229 867305 1 


994658 994758 1 
Firmicutes; 


1063192 1063292 1 


1127896 1128000 1 


1312026 1312102 1 


Proteobacteria; 


1692894 1692994 1 


Firmicutes; 
1849781 1849857 1 


Proteobacteria; 


1934786 1934862 1 


2018762 2018862 1 


2020234 2020334 1 


2032148 2032248 1 


2044548 2044638 1 


77 


bosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


93 


FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


D 
101 


bosomal RNA, partial sequence 
ridia; 


Clostridi 
101 


in DV1184 16S ribosomal RNA, partial s 
Clostridia; 


Cc 
77 


in 7 16S ribosomal RNA, partial sequen 
Thermodesulfobacteria; 


77 


101 


strain glu 65 16S ribosomal RNA, parti 
Bacteria; 
acter. 


Clostridi 


101 


n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 


105 


B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


77 


ain LMG 747 16S ribosomal RNA, partial 
Gammaproteobact 


101 


in OREX-4 16S ribosomal RNA, partial s 
Clostridia; 


77 


n A50-7-3 16S ribosomal RNA, partial s 
Gammaproteobacter 


77 


ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


101 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


101 


train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


101 


FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 


91 


Geotoga. 


Thermodes 


Clostrid 


gi| 265678840 


329993 33159 


gi|219857410 
Sp 


gi|219857230 


6S ribosomal RNA, partial sequence 2641027 26425 
eltaproteobacteria; Desulfobacterales; 


D 
219846587 
al 
diales; 
219846242 
sequence 
a; 


gi 


Clostri 
gi 


gi|265679024 
59080 


gi| 265678997 
esulfob 


gi|265678941 


182124 18361 
Clostridiu 


aceae; 
gi|265678776 
equence 
iales; 
265678508 
ce 


lostrid 
gi 


gi| 265678467 


16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; X 


gi| 265678381 


a; Clos 


265678335 
uence 


gi 


gi| 253680771 
ria; 
228721465 


sequence 
eria; 


gi 


219878412 
equence 
iales; 
219878302 
equence 
ia 


gi 


gi 


’ 


gi| 219878238 
S; 
gi| 219878183 
2018337 20 
yphomon 
219878182 
sequence 
cteria; 


gi 


219878174 
ence 20 
Alicycl 
219878165 


gi 


gi 


2458757 24601 
hingomon 
esulfoba 
sequenc 
cl 
Rhizobi 

60579 
anthomonad 


98328 
acterales; 


Pep 


80584 
ulfobacter 


anthomonad 


al sequenc 
tridiales; 


acillaceae 


1 sequence 
Campy 


Xant 


Pep 
Xantho: 
1934336 19357 
Campylo 
197 
ada 


Rh 


316 
oba 


ref|NR_029145.1 


ref|NR_024998.1 


adac 
ref 


eae; 
NR_024858.1 


cteraceae; 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; C 
ref |NR_025832.1 

3974188 397555 
ales; Rhizobiac 


, 


ref |NR_029332.1 
aceae; Xanthomo 
ref|NR_029305.1 

99781 Desulf 
Desulfobulbace 
ref|NR_029249.1 


m. 
ref|NR_029081.1 

416856 418235 
tostreptococcac 
ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 
ref|NR_028770.1 
aceae; Xanthomon 
ref|NR_028683.1 
e 994185 995652 
Clostridiales F 


ref |NR_028637.1 
1062699 106423 
; Alicyclobacill 
ref |NR_028019.1 
1127427 112890 
lobacterales; He 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_025551.1 
1692386 169391 
tococcaceae; Des 
ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


ref |NR_025377.1 
49 Campylobacter 
bacteraceae; Ca 
ref|NR_025322.1 
ceae; Maricaulis 
ref|NR_025321.1 

2019809 202123 
odobacterales; H 


ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 


1 


e 


a 


e 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Sphingomonas koreensis 


97 Sphingomonas koreensis Bacteria; 
Sphingo 


monas. 
Desulfocella halophila 


73 Desulfocella halophila Bacteria; 
Desul 


focella. 
Clostridium 

2 Clostridium 

ostridium. 
Agrobacterium 

6 Agrobacterium 

ae; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 
n 


as. 

Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Tepidibacter 
Tepidibacter 

ae; Tepidibacter. 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 

Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Helicobacter 

7 Helicobacter 
licobacteraceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Thermomonas 

8 Thermomonas 
omonadaceae; 


Campylobacter hominis 
hominis Bacteria; 


mpylobacter. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Alicyclobacillus 
lobacillus hesperidum 


ref |NR_025304.1 


Luteimonas mephitis 


2044053 2045572 Luteimonas mephitis Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 


205676 Bacteria_16S 2093541 2093617 1 77 gi|219878126 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xan 
Thermomonas. 

205676 Bacteria_16S 2184432 2184508 1 77 gi|219857609 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xantho: 
Pseudoxanthomonas. 

205676 Bacteria_16S 2318087 2318163 1 77 gi| 219857517 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
205676 Bacteria_16S 2336198 2336312 1 115 gi| 219857504 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Roseinatronobacter. 

205676 Bacteria_16S 2524165 2524257 1 93 gi| 219857361 


strain LSv514 16S 
Proteobacteria; D 


205676 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


205676 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


205676 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


205676 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


205676 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


205676 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


205676 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


205676 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


205676 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


205676 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; G 


205676 Bacteria_16S 


strain LMG 8678 1 
Proteobacteria; G 


205676 Bacteria_16S 


strain LMG 947 16 
Proteobacteria; G 


205676 Bacteria_16S 


strain LMG 673 16 
Proteobacteria; G 


205676 Bacteria_16S 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


205676 Bacteria_16S 


strain LMG 690 16 
Proteobacteria; G 


205676 Bacteria_16S 


strain LMG 733 16 
Proteobacteria; G 


205676 Bacteria_16S 


strain LMG 847 16 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2558592 2558684 1 93 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2564683 2564783 1 101 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2615553 2615653 1 101 gi 


D 


Eu 


ia 
ri 


ridia; Clostridiales; Clostridiales Fami 
2676166 2676266 1 101 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2850807 2850883 1 77 gi 
n ATCC 19867 16S ribosomal RNA, partia 


ria; Proteobacteria; Gammaproteobacter 


ti 


1 
ia 


2852376 2852452 1 77 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2857055 28571311 71 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2923099 29231751 77 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
3027525 3027625 1 101 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3181620 3181696 1 77 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3183172 3183248 1 TI gi 


na 


na 


ne 
na 


ia 
tr 


an 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3187828 3187904 1 es gi 
n LMG 911 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


an 


eq 
ia 


3189380 3189456 1 77 


gi 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3192484 3192560 1 77 gi 
S ribosomal RNA, partial sequence 


an 


219846 
3181138 31826 


219846 


2523668 25251 


esulfobu 


219857338 
2558106 25596 


bacteriu: 


219857291 


1 sequen 
diales; 


219857255 
16S ribosomal RNA, partial sequence 2615060 26165 


ly XII. 


219857205 
2675717 26771 


liaceae; 


219856890 


sequence 
Pseudo: 


, 


219856889 


28518 
dales; X 


219856886 


28565 
dales; X 


219856841 


e 29226 
dales; X 


219846905 


1 sequen 
idiales; 
800 


thomonad 
799 


6S ribosomal RNA, partial sequence 3182688 31841 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
3184724 3184800 1 77 gi|219846798 


S ribosomal RNA, partial sequence 3184240 31857 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
3186276 3186352 1 77 gi| 219846797 


3185792 31872 


thomonad 


219846796 


uence 
Xantho: 


v 


219846795 


S ribosomal RNA, partial sequence 3188896 31903 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
3190932 3191008 1 77 gi|219846794 


3190448 31919 


thomonad 


219846793 
3192000 3193501 Xanthomonas pisi Bacteria; 


NR_025265.1 
2093069 209454 
thomonadales; Xa 


NR_025198.1 
183928 218546 
monadales; Xanth 


ref 


ND 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025092.1 
2335756 233710 


acterales; Rhodo 


ref|NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref|NR_024926.1 


m. 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024886.1 


Ince 
ref 


rtae Sedis; 
NR_024833.1 


Lebetimonas. 

ref |NR_024709.1 
2850317 285183 

monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 


ref|NR_026392.1 


acea 
ref 


e; Xanthomon 
NR_026391.1 


acea 
ref 


e; Xanthomon 
NR_026390.1 


acea 
ref 


e; Xanthomon 
NR_026389.1 


acea 
ref 


e; Xanthomon 
NR_026388.1 
187344 318884 
monadales; Xanth 


Ww 


ref |NR_026387.1 


acea 
ref 


e; Xanthomon 
NR_026386.1 


acea 
ref 


e; Xanthomon 
NR_026385.1 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Roseinatronobacter 
2 Roseinatronobacter 

bacteraceae; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Eubacterium 
8 Eubacterium 
Eubacterium. 

Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 

5 Xanthomonas 

omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 
Xanthomonas pisi 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


205676 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; 


strain LMG 5743 1 
Proteobacteria; 


strain LMG 5047 1 
Proteobacteria; 


strain LMG 708 16 
Proteobacteria; 


strain LMG 538 16 
Proteobacteria; 


Proteobacteria; 


Firmicutes; 


Proteobacteria; 


strain R85-13-6 1 
Proteobacteria; E 


205676 Bacteria_16S 
strain 2678 16S r 


G 
205676 Bacteria_16S 


G 
205676 Bacteria_16S 


G 


G 


G 
205676 Bacteria_16S 
strain STl 16S ri 
E 


3195586 3195662 1 77 
S ribosomal RNA, partial sequence 


gi 


3289126 3289202 1 hg | 


gi 


3290651 3290727 1 77 


gi 


3292203 3292279 1 77 
S ribosomal RNA, partial sequence 


gi 


3293755 32938311 77 
S ribosomal RNA, partial sequence 


gi 


3822008 3822112 1 105 
bosomal RNA, partial sequence 


gi 


124833 124912 1 80 gi 
in NSP M-1 16S ribosomal RNA, partial 


150557 150636 1 

osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
275750 275865 1 116 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
295524 295639 1 116 


80 gi 


psilonproteobacteria; Campylobacterale 
315241 315320 1 80 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 


205676 Bacteria_16S 
strain MK (Kaplan 


316705 316784 1 80 gi 
) 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


205676 Bacteria_16S 
strain CR 16S rib 


Proteobacteria; E 


205676 Bacteria_16S 


strain MV1075 16S 
Thermotogae; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidu 
205676 Bacteria_16S 956190 956269 1 80 gi| 265678408 |ref|NR_028710.1 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyl 
Pseudaminobacter. 

205676 Bacteria_16S 1129407 1129486 1 80 gi|253680770|ref|NR_028018.1 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

205676 Bacteria_16S 1144604 1144707 1 104 gi|253680760|ref|NR_028008.1 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 114556 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

205676 Bacteria_16S 1395595 13956741 80 gi| 228715882 |ref|NR_027541.1 


strain KA3 16S ri 
Thermotogae; Ther 


205676 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


205676 Bacteria_16S 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


205676 Bacteria_16S 


Ther 
205676 Bacteria_16S 
strain N-1 16S ri 


536778 536857 1 

osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
670211 670290 1 80 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
873291 873406 1 116 gi 
bosomal RNA, partial sequence 


80 gi 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


ammaproteobacteria; Xanthomonadales; X 


ammaproteobacteria; Xanthomonadales; X 
205676 Bacteria_16S 


ammaproteobacteria; Xanthomonadales; X 


psilonproteobacteria; Campylobacterale 
205676 Bacteria_16S 
moscoviensis stra 
moscoviensis Bact 
205676 Bacteria_16S 
strain W6 16S rib 
Clost 
205676 Bacteria_16S 
strain Hbl 16S ri 
E 
205676 Bacteria_16S 


eria; Nitrospirae; Nitrospirales; Nitr 


219846791 


3195102 31966 
thomonad 


an 
219846728 


6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; xX 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; X 
205676 Bacteria_16S 


anthomonadaceae; Xanthomon 
219846727|ref|NR_026319.1 
anthomonadaceae; Xanthomon 
219846726|ref|NR_026318.1 
3291719 32932 
anthomonadaceae; Xanthomon 
219846725|ref|NR_026317.1 


3293271 32947 
thomonad 


an 
219846348 


3821543 38230 
Helicob 


S; 
265678979 
sequence 


265678962 


150066 15156 
Clostridiu 


265678876 


275297 27676 


s; Helicobacteraceae; Heli 
gi| 265678863 |ref|NR_029169.1 
6 Helicobacter 


6S ribosomal RNA, partial sequence 295056 29653 
Helicob 


S; 
265678850 


314818 31623 
kettsiacea 


265678849 
31628 


265678694 


536318 53780 


tiliaceae; 
265678602 


669757 67122 


265678463 


872811 87416 


1395106 13965 


1444323 1444426 1 104 gi|224581424|ref|NR_027205.1 
rain 5SM22 16S ribosomal RNA, partial sequence 1443876 144534 
cteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rh 

2223719 2223798 1 80 gi| 219857583 |ref|NR_025171.1 
R29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermo 
hermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobac 
Pe 

2274301 2274416 1 116 gi|219857550|ref|NR_025138.1 


ospiraceae 


kettsiacea 


ref|NR_026383.1 


acea 
ref 


e; Xanthomon 
NR_026320.1 


aceae; Xanthomon 
ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref |NR_029287.1 

124349 125867 
; Nitrospira. 
ref |NR_029270.1 


m. 
ref|NR_029182.1 
1 Helicobacter 


acte 
ref 


raceae; Heli 
NR_029155.1 


e; Rickettsieae; 


ref|NR_029154.1 
2 317695 Ricket 
e; Rickettsieae; 


ref|NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref |NR_028907.1 


ref |NR_028766.1 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Nitrospira 
Nitrospira 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 


Rickettsia akari 
tsia akari Bacteria; 


Rickettsia; spotted 


Caminibacter profundus 


profundus Bacteria; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 
Pseudaminobacter 
Pseudaminobacter 

lobacteriaceae; 


Rickettsia rickettsii 

Bacteria; 

Rickettsia; spotted 
Pseudomonas 

1 Pseudomonas 

eudomonadaceae; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Cupriavidus basilensis 


strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


205676 Bacteria_16S 2507486 2507565 1 80 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 


205676 Bacteria_16S 2649203 2649306 1 104 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

205676 Bacteria_16S 2728847 2728926 1 80 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

205676 Bacteria_16S 2785712 2785791 1 80 gi|219857126|ref|NR_024754.1| Alicyclobacillus 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
205676 Bacteria_16S 3137536 3137639 1 104 gi|219846830|ref|NR_026422.1| Sulfurospirillum 
deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Campylobacteraceae; Sulfurospirillum. 
205676 Bacteria_16S 3158951 3159030 1 80 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain F1F6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 
205676 Bacteria_16S 3210487 3210604 1 118 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
205676 Bacteria_16S 3231652 32317311 80 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 
205676 Bacteria_16S 3240822 3240925 1 104 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 
205676 Bacteria_16S 3379080 3379195 1 116 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
205676 Bacteria_16S 3679333 3679412 1 80 gi|219846451|ref|NR_026042.1| Rickettsia 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 3680323 Rickettsia 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 
205676 Bacteria_16S 3781053 3781132 1 80 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 
205676 Bacteria_16S 3808138 3808217 1 80 gi| 219846357 |ref|NR_025948.1| Campylobacter 
helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
205676 Bacteria_16S 3846197 3846276 1 80 gi|219846331|ref|NR_025921.1| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 
205676 Bacteria_16S 3847687 3847766 1 80 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 
205676 Bacteria_16S 3849177 3849256 1 80 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 
205676 Bacteria_16S 3968787 3968866 1 80 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
205676 Bacteria_16S 3970236 3970315 1 80 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
205676 Bacteria_16S 4048043 4048122 1 80 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
205676 Bacteria_16S 4172738 4172817 1 80 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 
205676 Bacteria_16S 357614 357728 1 115 gi|265678816|ref|NR_029121.1] Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 


205676 Bacteria_16S 
hassiacum strain 
Bacteria; 
205676 Bacteria_16S 
strain Y 16S ribo 
Alphaproteobacteria; 
205676 Bacteria_16S 


205676 Bacteria_16S 
2077 16S ribosoma 
Deltaproteobacteria; 
205676 Bacteria_16S 
hafniense strain 
DCB-2 Bacteria; 

205676 Bacteria_16S 


592854 592968 1 
W-51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
1083929 1084043 1 
somal RNA, partial sequence 1083512 1084952 Sphingobium amiense 
Sphingomonadales; Sphingomonadaceae; 
1244411 1244525 1 
metallireducens strain 853-15 16S ribosomal RNA, partial sequence 
metallireducens Bacteria; 


Firmicutes; 
1413518 1413632 1 


Firmicutes; 
1271491 1271605 1 
1 RNA partial sequence 
Desulfobacterales; 
1341185 1341299 1 
DCB-2 16S ribosomal RNA, partial sequence 
Clostridiales; 


115 


115 


115 


Clostridia; 


115 


115 


Clostridia; 


115 


strain S-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
2041413 2041489 1 
broegbernensis strain B1616/1 16S ribosomal RNA, partia 
broegbernensis Bacteria; 


205676 Bacteria_16S 


Pseudoxanthomonas. 
205676 Bacteria_16S 
pentaromativorans 
pentaromativorans 
Novosphingobium. 

205676 Bacteria_16S 


2113257 21133711 
strain US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


3311981 3312095 1 


Proteobacteria; 


77 


115 


115 


strain BN6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
3685307 3685421 1 


205676 Bacteria_16S 


115 


gi 


Sphingomonadales; 


gi 


gi 


Clostridiales; 


gi 


1271016 1272493 Desul 
Desulfobacteraceae; 


gi 


gi 
14 


Sphingomonadales; 


gi 


Gammaproteobacteria; 


gi 


gi 


3311548 33129 
Sphingomonadales; 


gi 


chlororespirans strain Co23 16S ribosomal RNA, partial 


chlororespirans Bacteria; 


205676 Bacteria_16S 


205676 Bacteria_16S 


australiensis strain Ben 117 16S ribosomal RNA, partial 
australiensis Bacteria; 


Quatrionicoccus. 
205676 Bacteria_16S 


Firmicutes; 
155233 155310 1 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 
formicaceticum Bacteria; 


Clostridia; 
78 


Clostridiales; 


gi 


halorespirans strain PCE-M2 16S ribosomal RNA, partial 


Sulfurospirillum. 
205676 Bacteria_16S 
strain BT-H1 16S 
Firmicutes; 
205676 Bacteria_16S 
strain TO-931 16S 
Firmicutes; 
205676 Bacteria_16S 


Firmicutes; Clostridia; Clostridiales; C 
481672 481769 7 104 gi| 265678730 
sequence 
Proteobacteria; Betaproteobacteria; Rhodo 
865667 865744 1 78 gi| 265678468 
sequence 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Ca 
939121 939238 1 118 gi| 265678419 
complete sequence 938639 94015 
Clostridiales; Heliobacteriaceae; Heliore 
1100568 1100661 1 94 gi| 265678309 


proteoclasticus strain DSM 12679 16S ribosomal RNA, partial seque 
proteoclasticus Bacteria; 


205676 Bacteria_16S 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Spirochaetales; Leptospiraceae; 


Bacteria; 
205676 Bacteria_16S 
alaskensis strain 
Bacteria; 
205676 Bacteria_16S 


thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; 


Desulfocapsa. 
205676 Bacteria_16S 


limnophilus strain Mu 290 16S ribosomal RNA, complete s 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; 


Planctomyces. 
205676 Bacteria_16S 


psychrophila strain LSv54 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


psychrophila Bacteria; 
Desulfotalea. 
205676 Bacteria_16S 


Clostridia; 


Spirochaetes; 


ribosomal RNA, 
Clostridia; 


3365 


1546 


5039 


All 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


9731 


Proteobacteria; 


2180 


9268 


Proteobacteria; 


1054 


Firmicutes; 


ribosomal RNA, partial sequence 
Clostridiales; 


492 3365581 1 90 


Clostridia; 


2 15562 1 101 


5 50495 1 101 


1 97403 1 93 


97 218197 4 104 
65 926957 1 


93 


037 10541411 105 


1100149 11015 
Clostridiaceae; 


gi 


Clostridiales; 


gi 


gi 


complete sequence 


gi 


Deltaproteobacteria; 


gi 


gi 


gi 


265678657 
59240 


265678320 


219857537 


219846399 


Desul 
228721140 
13406 


224581449 
13085 14145 
Sphingomon 
219878167 
1 sequence 
Xan 


219857659 
sequenc 


219846712 


Sphingomon 
219846447 
sequence 


265678959 


Clostridiu 
219846673 


265679053 
al sequenc 
Leptospir 
265679030 
49907 


265678998 
Desu 
265678917 
equence 
Planctomy 


265678427 


Desul 


Sphingobium. 


Peptococcaceae; 


ref|NR_028962.1 


ref|NR_028622.1 


ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_025990.1 


fonema. 
ref|NR_027603.1 
74 1342203 Desulf 
ref|NR_027233.1 
adaceae; 
ref|NR_025306.1 

2040918 204243 
thomonadales; 


ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 
ref |NR_026304.1 
adaceae; 
ref|NR_026038.1 


3684807 368631 
Peptococcaceae; 


mpylobacterales; 


ref|NR_028721.1 
stis. 
ref|NR_028611.1 


m. 
ref|NR_026265.1 
nce 336503 
Clostridiaceae; 
ref |NR_029361.1 
e 15032 16427 
a. 
ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 
ref |NR_029306.1 
96815 98277 
lfobacterales; 


D 


ref |NR_029225.1 
17606 219133 


cetales; Plancto 


ND 


ref|NR_028729.1 
926361 927852 
fobacterales; De 


265678341 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 


ref|NR_028643.1 
1053566 105500 


Bacteria; 


fonema magnum Bacteria; 


Novosphingobium 


8 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 


Sphingobium amiense 
Proteobacteria; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Desulfonema magnum DSM 
Proteobacteria; 


Desulfitobacterium 
itobacterium hafniense 


Desulfitobacterium. 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 
Sphingobium. 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


Xanthomonadaceae; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 
Sphingobium. 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 


ref|NR_029267.1| Clostridium 
154728 156242 Clostridium 

lostridiaceae; Clostridium. 

ref |NR_029035.1| Quatrionicoccus 
481171 482647 Quatrionicoccus 

cyclales; Rhodocyclaceae; 

ref|NR_028771.1| Sulfurospirillum 
865186 866674 Sulfurospirillum 


Campy lobacteraceae; 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Leptospira interrogans 
Leptospira interrogans 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Planctomyces 
Planctomyces 
mycetaceae; 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Sulfurimonas 
2 Sulfurimonas 


autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Sulfurimonas. 
205676 Bacteria_16S 


anilini strain Anil 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Bacteria; 
205676 Bacteria_16S 


1978837 1978937 1 


2235993 2236093 1 


101 


101 


gi|219878209 


gi| 219857575 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 


thiodismutans Bacteria; 


Desulfonatronum. 
205676 Bacteria_16S 
buryatense strain 
Bacteria; 
205676 Bacteria_16S 


Proteobacteria; 


2277388 2277480 1 


2283474 2283566 1 


Deltaproteobacteria; 


93 


5B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


93 


strain A45 16S ribosomal RNA, partial sequence 


205676 Bacteria_16S 


strain MIT 97-5075c 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


205676 Bacteria_16S 
canadensis strain 


Helicobacter. 
205676 Bacteria_16S 


dechloracetivorans strain SF3 16S ribosomal RNA, partial 
dechloracetivorans Bacteria; 


Desulfovibrionaceae; 
205676 Bacteria_16S 


strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 26725 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


205676 Bacteria_16S 


2292480 2292560 1 


2331713 2331793 1 


2355894 2355994 1 


Proteobacteria; 
Desulfovibrio. 
2671577 2671657 1 


3042812 3042912 1 


81 


81 


101 


81 


101 


strain lacT 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


205676 Bacteria_16S 
strain IndiB4 16S 
Firmicutes; 
205676 Bacteria_16S 


strain MIT 95-1707 16S ribosomal RNA, partial sequence 


Bacteria; 
205676 Bacteria_16S 


tamworthensis strain Benl03 16S ribosomal RNA, partial 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Amaricoccus. 
205676 Bacteria_16S 


3551569 3551672 1 
Clostridiales; 


3634972 3635052 1 


3654843 3654943 1 


4183447 4183547 1 


104 


ribosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


81 


101 


101 


gi| 219857548 


gi|219857544 


2282981 22844 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


gi| 219857536 


gi|219857508 


NLEP-16143 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


gi|219857490 


gi|219857208 


gi|219846894 


3042319 30437 
Desulfovibrionaceae; 


gi| 219846542 


3551089 35526 
Caloramato 


gi|219846482 


219846468 
sequence 


gi 


gi| 219846088 


thalassicus strain SC 562 16S ribosomal RNA, partial sequence 


thalassicus Bacteria; 
205676 Bacteria_16S 


guttiformis strain Ekho Lake-38 16S ribosomal RNA, part 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 
205676 Bacteria_16S 


strain Ekho Lake-162 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


205676 Bacteria_16S 
arabaticum strain 
arabaticum Bacteria; 
205676 Bacteria_16S 
strain V 5-2 16S 
Firmicutes; 
205676 Bacteria_16S 
strain Benl104 16S 


205676 Bacteria_16S 


rhabdoformis strain M16 16S ribosomal RNA, partial sequ 
Proteobacteria; Deltaproteobacteria; Desulfob 


Bacteria; 
205676 Bacteria_16S 


strain KS 0043 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


205676 Bacteria_16S 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 
Rhodobacteraceae; 


Alphaproteobacteria; 
205676 Bacteria_16S 


Firmicutes; Clostridia; 
36799 36878 1 


38202 38281 1 


106482 106561 1 


Firmicutes; Clostridia; 
153658 153737 1 


Clostridiales; 


251746 251825 1 


284867 284946 1 


307690 307793 1 


350353 350432 1 


Rhodobacterales; 
362215 362318 1 


Clostridiales; 


80 


80 


80 


80 


ribosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


80 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


80 


104 


80 


104 


strain B7-43 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


gi| 265679039 


gi| 265679038 


gi| 265678991 


Z-7288 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


gi| 265678960 


153188 15467 
Oxobacter. 


gi| 265678894 


251300 25272 
hodobacter 


gi| 265678870 


gi|265678855 


complete sequence 307188 30872 


gi|265678824 


gi| 265678813 


19783 
Desulfobacterales; 


Desulfovibrionales; 


22768 


22920 
Helicob 


Campy 


sequence 
Deltaproteobacteria; 


Helicobacteraceae; 


36345 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


Rhodobacterales; 


Pept 


ial sequen 


Rhodob 


37787 
hodobacter 


Hal 


ence 28438 
acterales; 


mamonadace 


Paracoccu 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025163.1 

2235498 223697 


ref|NR_025136.1 
93 2278392 Methyl 


ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


ref |NR_024836.1 
55 Helicobacter 
Heli 
ref |NR_026486.1 
95 Desulfovibrio 
Des 
ref |NR_026134.1 
rt. 
ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026060.1 

3654403 365582 
Rho 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref |NR_029347.1 
ce 36384 37736 
acterales; Rhodo 


rs 


ref |NR_029346.1 

39128 Sulfit 
aceae; Sulfitoba 
ref |NR_029299.1 
106000 107471 
obacteroidaceae; 
ref |NR_029268.1 


ref |NR_029202.1 
aceae; Amaricocc 
ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029161.1 


ae; Comamonas. 
ref|NR_029129.1 
occus kocurii Ba 
Ss. 


Helicobacteraceae; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 

Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Methylomicrobium 
omicrobium buryatense 

Methylomicrobium. 

Methylobacter marinus 
marinus Bacteria; 
cter. 

Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 
4 Helicobacter 
licobacteraceae; 


Desulfovibrio 
7 Desulfovibrio 


les; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 

Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Caloramator indicus 


03 Caloramator indicus Bacteria; 


Helicobacter rodentium 

bacter rodentium 

ceae; Helicobacter. 
Amaricoccus 

6 Amaricoccus 

dobacteraceae; 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Acetohalobium 
Acetohalobium 
Acetohalobium. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Paracoccus kocurii 
cteria; Proteobacteria; 


ref |NR_029118.1 


Desulfovibrio putealis 


361716 363213 Desulfovibrio putealis Bacteria; 


Desulfovibrionaceae; 


Des 


ulfovibrio. 


205676 Bacteria_1 
strain A3 16S rib 
Proteobacteria; Alphaproteobacteria; 
205676 Bacteria_1 
lavamentivorans s 
lavamentivorans B 


Parvibaculum. 


205676 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
205676 Bacteria_16S 
defluvii strain B 
Proteob 
205676 Bacteria_16S 


Bacteria; 


strain BSB 41.8 1 


6S ribosomal RNA, partial sequence 499730 50125 


6S 365147 365226 1 80 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
osomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Rhodobacterales; Rhodobacteraceae; Salipiger. 
6S 381741 381820 1 80 gi|265678800|ref|NR_029105.1| Parvibaculum 
train DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
acteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
477007 477086 1 80 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
498673 498776 1 104 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
SB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
500225 500328 1 104 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

205676 Bacteria_16S 562842 562921 1 80 gi|265678677|ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 

205676 Bacteria_16S 583856 583935 1 80 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

205676 Bacteria_16S 620211 620290 1 80 gi| 265678638 |ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 


hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nau 
205676 Bacteria_16S 683753 683868 1 116 gi| 265678593 |ref|NR_028898.1 
strain CK74 16S ribosomal RNA, partial sequence 683287 68472 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 757293 757396 1 104 gi| 265678541 |ref|NR_028845.1 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
205676 Bacteria_16S 787940 788043 1 104 gi|265678520|ref|NR_028824.1 
strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylop 
205676 Bacteria_16S 801801 801880 1 80 gi|265678511|ref|NR_028814.1 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Famil 
Thermaerobacter. 

205676 Bacteria_16S 847575 847654 1 80 gi| 265678481 |ref|NR_028784.1 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paraco 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
205676 Bacteria_16S 853339 853442 1 104 gi| 265678477 |ref|NR_028780.1 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulforegula. 

205676 Bacteria_16S 928335 928414 1 80 gi|265678426|ref|NR_028728.1 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseov 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
205676 Bacteria_16S 929823 929902 1 80 gi|265678425|ref|NR_028727.1 
strain DSS-3 16S ribosomal RNA, partial sequence 929371 93083 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 
205676 Bacteria_16S 943779 943882 1 104 gi| 265678416 |ref|NR_028718.1 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenopha 
205676 Bacteria_16S 945342 945445 1 104 gi| 265678415 |ref|NR_028717.1 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrog 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy 
205676 Bacteria_16S 971576 971655 1 80 gi|265678396|ref|NR_028698.1 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campyl 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
205676 Bacteria_16S 1002338 1002441 1 104 gi| 265678376 |ref|NR_028678.1 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 10033 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 
205676 Bacteria_16S 1146088 1146191 1 104 gi|253680759|ref|NR_028007.1 
strain Ter6 16S ribosomal RNA, partial sequence 1145612 11470 

Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 
205676 Bacteria_16S 1301415 1301494 1 80 gi|219846639|ref|NR_026231.1 


Caminibacter. 
Clostridium acidisoli 


tiliaceae; 


3 Clostridium acidisoli Bacteria; 


Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Methylophaga alcalica 


alcalica Bacteria; 


haga. 

Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Desulforegula 
Desulforegula 

sulfobacteraceae; 


Roseovarius 

arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Campylobacter lanienae 
obacter lanienae 

aceae; Campylobacter. 
Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Caldicellulosiruptor 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellu 


losiruptor. 


Incertae 


205676 Bacteria_16S 1304525 1304604 1 80 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

205676 Bacteria_16S 1324433 1324512 1 80 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

205676 Bacteria_16S 1370009 1370112 1 104 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 1370984 Oceanicola granulosus HTCC2516 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

205676 Bacteria_16S 1398543 1398622 1 80 gi| 228715357 |ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 

205676 Bacteria_16S 1480635 1480738 1 104 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

205676 Bacteria_16S 1610739 1610818 1 80 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

205676 Bacteria_16S 1612219 1612322 1 104 gi|219878468|ref|NR_025607.1| Loktanella 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

205676 Bacteria_16S 1705216 1705295 1 80 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

205676 Bacteria_16S 1725051 1725154 1 104 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

205676 Bacteria_16S 1769016 1769095 1 80 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

205676 Bacteria_16S 1894077 1894180 1 104 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
Desulfomicrobium. 

205676 Bacteria_16S 1904492 1904595 1 104 gi|219878260|ref|NR_025399.1| Thioalkalicoccus 
limnaeus strain A26 16S ribosomal RNA, partial sequence 1904081 1905405 Thioalkalicoccus limnaeus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioalkalicoccus. 

205676 Bacteria_16S 1936271 1936374 1 104 gi| 219878237 |ref|NR_025376.1| Comamonas 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
205676 Bacteria_16S 2067533 2067636 1 104 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

205676 Bacteria_16S 2104286 2104386 1 101 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

205676 Bacteria_16S 2146550 2146653 1 104 gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 2147531 Pseudomonas jinjuensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

205676 Bacteria_16S 2152609 2152688 1 80 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

205676 Bacteria_16S 2158608 2158687 1 80 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

205676 Bacteria_16S 2275835 2275938 1 104 gi|219857549|ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

205676 Bacteria_16S 2334793 2334872 1 80 gi|219857505|ref|NR_025093.1| Paracoccus methylutens 
strain DM12 16S ribosomal RNA, partial sequence 2334350 2335705 Paracoccus methylutens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

205676 Bacteria_16S 2352783 2352886 1 104 gi|219857492|ref|NR_025080.1| Comamonas 


denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


2352316 2353757 Comamonas 
Comamonas. 


205676 Bacteria_16S 
viterbiensis stra 


viterbiensis Bact 


205676 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


205676 Bacteria_16S 


hyointestinalis s 


Campylobacter hyointestinalis subsp. 


Campylobacterales 


205676 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


205676 Bacteria_16S 


strain A3.12 16S 
Proteobacteria; D 


205676 Bacteria_16S 


palleronii strain 
palleronii Bacter 


205676 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


205676 Bacteria_16S 


strain hl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
205676 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


205676 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


205676 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


205676 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


205676 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


205676 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


205676 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


205676 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


205676 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


205676 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


205676 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


205676 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


205676 Bacteria_16S 


2405987 2406066 1 80 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2436448 2436563 1 116 gi 


1 


etaproteobacteria; Burkholderiales; Bu 
2525649 2525728 1 80 gi 


ubsp. lawsonii strain CHY5 16S ribosomal 


Campylobacteraceae; 
2531742 2531845 1 


Campylobacter. 
104 gi 


, 


etaproteobacteria; Burkholderiales; Bu 
2533273 2533352 1 80 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2543209 2543312 1 104 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2563175 2563254 1 80 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


s 


, 


ac 


2630876 2630955 1 
osomal RNA, partial sequence 


80 gi 


2646198 2646301 1 104 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
2653723 2653826 1 104 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2749429 2749532 1 104 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


’ 


Oc 


ri 


2757059 2757138 1 80 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


al 
di 


2779696 2779799 1 104 
bosomal RNA, partial sequence 

ammaproteobacteria; Thiotrichales; Thi 
2787292 27873711 80 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

2790254 2790333 1 80 gi 


gi 
ot 


ce 
Al 


ogae; Thermotogales; Thermotogaceae; The 
2925963 2926042 1 80 gi 
train E-396 16S ribosomal RNA, complet 


acteria; Proteobacteria; Alphaproteoba 


e 
ct 


3055019 3055122 1 104 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


1 
er 


3062607 3062686 1 80 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


s 
er 


3085132 30852111 80 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


al 
ri 


3086577 3086656 1 80 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


ue 
er 


ia 
219857430 
6S ribosomal RNA, partial sequence 2436004 24374 
rk 
219857360 
RNA, pa 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


B 


ho 


ue 


eq 


219857456 
sequence 


les 


hol 


219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
rk 
219857355 
2532800 25342 
acteriov 
219857348 
equence 
Burkhold 
219857335 
ia 


hol 


ls 


219857238 
2630432 26317 
dobacter 
219857227 
nce 

Rhodocyc 
219857222 
2653267 26546 


yel 


219857154 
uence 


a; 


219857148 


se 
ale 


219857130 
2779259 27806 


ric 


219857125 


icy 


219857123 
6S ribosomal RNA, partial sequence 2789778 27912 


rmo 


219856839 
sequence 


eri 


219846885 
sequence 


ia; 


219846880 


equ 
ia; 


219846865 


se 
a; 


219846864 


nce 
ia; 


3151164 3151267 1 104 gi 


219846821 


intestinalis strain KMS2 16S ribosomal RNA, partial sequence 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


teria; 


Clo 


’ 


deria 


deria 


equen 
¢ 


aceae 
Burkh 


enc 
cl 


qu 
S; 


hacea 


27867 


cloba 


toga. 


a; Rh 


Rhod 


ence 
Rhod 


quenc 
Rhodo 


Rhod 


ref|NR_025044.1 
2405537 240701 
stridiaceae; Cal 
ref|NR_025018.1 
; Cupriavidu 
NR_024948.1 
1 sequence 


ceae 
ref 
rtia 


ref|NR_024944.1 


ceae; Cupriavidu 
ref |NR_024943.1 
56 Peredibacter 
oracaceae; Pered 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024923.1 
ce 2562731 256415 
ampylobacterale 


ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref|NR_024850.1 
; Azoarcus. 
ref|NR_024782.1 

2748935 275045 
olderiales; Coma 


ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 
ref |NR_024758.1 
e; Thiothrix. 

ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024751.1 


ref|NR_024658.1 
7 
acterales; R 
NR_026477.1 
3054533 305602 


ocyclales; Rhodo 


NR_026472.1 
3062186 306360 
terales; O° 


ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


ref|NR_026456.1 
3086162 308755 
obacterales; Rho 


s: 


Caloramator 
6 Caloramator 
oramator. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Campylobacter 
2525204 2526622 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Azoarcus communis 


16 Azoarcus communis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Thermaerobacter 
6 Thermaerobacter 


ly XVII. Incertae Sedis; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Alicyclobacillus 
lobacillus herbarius 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


ref|NR_026413.1 


150676 315218 


Ww 


Desulfovibrio 
4 Desulfovibrio 


205676 Bacteria_16S 
kuznetsovii strai 
kuznetsovii DSM 6 
205676 Bacteria_16S 
DSM 6640 16S ribosomal RNA, partial se 


lacunarum strain 


lacunarum Bacteri 
205676 Bacteria_16S 
strain Anox B 16S 
B 


Proteobacteria; 


Bacteria; 


3155846 3155961 1 


115 Bacteria; Firmicutes; 
3372956 3373030 6 


Firmicutes; Clostridia; 
3589591 3589694 1 


a; 


3659463 3659566 1 


teria; Proteobacteria; 
3665646 3665725 1 


Firmicutes; 
3698868 3698971 1 


ia; 


3716822 3716901 1 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
205676 Bacteria_16S 
frigidimarina str 
frigidimarina Bac 
205676 Bacteria_16S 
restrictus strain 
restrictus Bacter 
205676 Bacteria_16S 
apsheronum strain 
Proteob 
205676 Bacteria_16S 
strain E-37 16S r 


PER-K23 16S ribosomal RNA, 
Clostridia; 


ibosomal RNA, partial sequence 


116 gi 


n DSM 6115 16S ribosomal RNA, partial 


Clostridia; 
80 gi 


quence 3372496 337395 
Halanaerobiales; Halobacteroidaceae; 
104 gi|219846516|ref|NR_026108.1 


104 gi 


ain ICP1 16S ribosomal RNA, partial se 
Gammaproteobact 


80 gi 


104 gi 


1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


80 gi 


partial se 
Clostridia 


219846818 
sequence 
cl 

219846668 


3589120 35906 
Id 


eonella. 
219846465 
quence 
er 
219846461 
quence 
les; 
219846437 
nce 
ib 
219846425 


3716418 37177 


ostridia 


ia; Alte 


Pepto 


36983 
rionales 


ref|NR_026410.1 
155325 315690 
Peptococcac 


NR_026260.1 


w 


les; 
ref 


ref|NR_026057.1 

3658961 366046 
romonadales; Sh 
NR_026053.1 
3665143 366662 
coccaceae; Dehal 
ref|NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_026016.1 


ewanellaceae; 


Desulfotomaculum 

1 Desulfotomaculum 

eae; Desulfotomaculum. 
Halanaerobacter 

0 Halanaerobacter 

Halanaerobacter. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Shewanella 
5 Shewanella 
Shewanella. 
Dehalobacter 
8 Dehalobacter 
obacter. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula. 

205676 Bacteria_16S 3764509 3764588 1 80 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
205676 Bacteria_16S 3776522 3776601 1 80 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 

205676 Bacteria_16S 3879682 3879761 1 80 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

205676 Bacteria_16S 3936181 3936260 1 80 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

205676 Bacteria_16S 3937615 3937694 1 80 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

205676 Bacteria_16S 4076564 4076643 1 80 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

205676 Bacteria_16S 4166596 4166675 1 80 gi| 219846102 |ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

205676 Bacteria_16S 4168078 4168157 1 80 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

205676 Bacteria_16S 4231898 4231977 1 80 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

205676 Bacteria_16S 891248 891346 6 104 gi|265678450|ref|NR_028752.1| Orenia sivashensis 


strain Z-7191 16S 
Firmicutes; Clost 


205676 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


HEL-45 16S riboso 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
205676 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


205676 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


ridia; Halanaerobiales; 


936075 936177 1 
1379121 1379195 6 
mal RNA, partial sequence 
2254240 2254342 1 
tes; Clostridia; 
2530207 2530321 1 


ridia; Clostridiales; 


205676 Bacteria_16S 


3078947 3079037 1 


ribosomal RNA, partial sequence 


osomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
205676 Bacteria_16S 


Halobacteroida 


103 gi 


80 gi 


1378686 1380064 Ocean 
hodobacter 


103 gi 


Lup33 16S ribosomal RNA, partial sequ 
Clostridiales; 


115 gi 


91 gi 


Clostr 


890778 89219 
Oren 


ceae; 
265678421 


935581 93704 
Bacteriov 


228717469 


219857563 


219857357 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


219846869 


ence 22537 
idiales Fa 


Clostridiu 


ia. 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref|NR_027563.1 
ibulbus indolife 
aceae; Oceanibul 
ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


ref |NR_024945.1 


m. 


7 Orenia sivashensis Bacteria; 


Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 

Oceanibulbus indolifex 
x HEL-45 Bacteria; 

bus. 

Sporanaerobacter 
aerobacter acetigenes 

e Sedis; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


ref|NR_026461.1 


Desulfurella 


multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 


205676 Bacteria_16S 
kamchatkensis strain K-119 16S ribosomal RNA, partial s 


kamchatkensis Bac 
Desulfurella. 


205676 Bacteria_16S 
acetivorans strain A63 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 
205676 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


205676 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


205676 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


205676 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


205676 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


205676 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


205676 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


205676 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


205676 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


205676 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


205676 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; G 


205676 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


205676 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


205676 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


205676 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


205676 Bacteria_16S 


nitritogenes stra 
nitritogenes Bact 


205676 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


205676 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


205676 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


205676 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


cteria; 


3082099 3082189 1 91 gi 


teria; Proteobacteria; Deltaproteobact 


3588020 3588110 1 91 gi 
nc 
el 
3965771 3965885 1 115 gi 
GIFU 11526 16S ribosomal RNA, partial 


ia; Proteobacteria; Alphaproteobacteri 


s 
a; 


4134144 41342101 67 gi 
in BC74171 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


se 
ri 
4188004 4188094 1 


91 gi 


rochaetales; Brachyspiraceae; Brachyspir 
190346 190438 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
196387 196479 1 93 gi 
bosomal RNA, partial sequence 


197857 197946 1 90 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
208830 208919 1 90 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
211938 212027 1 90 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
313781 313870 1 90 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
850355 850472 1 118 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
2085994 2086083 4 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2396840 2396933 1 94 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


ue 


Heliobacteriacea 
93 gi 


e; 


ue 
ia 


2434927 2435028 1 102 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2515070 2515159 1 90 gi 


qu 
di 


ridiales; Clostridiaceae; Caloramator. 
2721163 2721252 1 90 gi 
rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteob 
2886406 2886495 1 90 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3036680 3036769 1 90 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3264887 3264976 1 90 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; 
3286123 3286224 1 


se 
ac 


s 
ia 


s 
ia 


Clostridiaceae; Cl 


102 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3550038 3550127 1 90 gi 
rain ATCC 25780 16S ribosomal RNA, par 


Firmicutes; Clostridia; Clostr 


tal 
id 


205676 Bacteria_16S 


eq 
er 


219846867 
uence 
Desu 


ia; 


219846517 
35875 
lales; 
219846248 
equence 

Sphingo 


e 


219846124 
quence 
Rhodo 


a; 


219846084 
6S ribosomal RNA, partial sequence 4187537 41889 


a. 


265678936 
189853 19130 
ethylococc 
265678932 
195893 19735 
ammaproteobacteria; Methylococcales; Methylococc 
265678931 


nce 


diales; 
265678923 
20835 
idiaceae; 

265678921 
211461 21296 
Clostridiu 
265678851 
31331 
idiaceae; 

265678479 
849874 85135 
Heliore 
219878132 
2085504 20870 
Alcanivor 
219857462 


nce 
les; 


219857431 


ence 
ales; 


219857367 
somal RNA, partial sequence 2514611 2516064 Calor 


219857174 
quence 
teria; 
219856865 
equence 


les; 


219846898 
equence 


les; 


219846744 
3264433 32658 
ostridiu 
219846730 
16S ribosomal RNA, partial sequence 3285670 32871 
ostridiu 
219846543 
al seque 
iales; 


3834074 3834175 1 102 gi 


219846339 


ref|NR_026459.1 
3081609 308313 
lfurellales; 


ref|NR_026109.1 


Desulfurellaceae; 
ref |NR_025838.1 

3965346 396678 
monadales; 
ref|NR_025714.1 
133716 413512 
bacterales; Rho 


rs 


ref|NR_025674.1 


ref|NR_029244.1 


acea 
ref 


e; Methylomi 
NR_029240.1 


aceae; Methylomi 
ref |NR_029239.1 

197405 198934 
ostridiaceae; Cl 
ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref |NR_029229.1 


cL 


m. 
ref|NR_029157.1 
5 314767 Clostr 
Clostridium. 
ref |NR_028782.1 


stis 
ref 


NR_025271.1 
acaceae; Alcaniv 
NR_025050.1 
2396386 239781 
Clostridiales Famil 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_024955.1 
amator coolhaasi 


el 


ref |NR_024802.1 

2720705 272211 
ulfurovum. 
ref|NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026336.1 


s 


Eub 


Clo 


m. 
ref|NR_026322.1 
m. 
ref 
nce 
lost 


NR_026135.1 
354957 


Cc ridiaceae; C 


Des 


07 3589069 Desulf 


Sphin 


di 


Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Paracoccus 
3 Paracoccus 


obacteraceae; 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 

Clostridium 
Clostridium 

ostridium. 

Clostridium sporogenes 
idium sporogenes 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Clostridium botulinum 
idium botulinum A 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 

Anaerobranca 

8 Anaerobranca 

y XIV. Incertae Sedis; 


Clostridium 

3 Clostridium 

ostridium. 

Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Sulfurovum 
0 Sulfurovum 


Eubacterium 

8 Eubacterium 

acterium. 

Clostridium 

6 Clostridium 

stridium. 

Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Clostridium 
2 3551038 Clostridium 
lostridium. 


ref |NR_025929.1 


Ruminococcus albus 


strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 


Clostridia; Clost 


ridiales; Ruminococcaceae; Ruminococcus. 


205676 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


205676 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


205676 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


205676 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


205676 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


205676 Bacteria_16S 


strain 173-96 16S 
Proteobacteria; A 


205676 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


205676 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


205676 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


205676 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


205676 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; B 


205676 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


205676 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


205676 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


205676 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


205676 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


205676 Bacteria_16S 


strain K9951 16S 


Proteobacteria; G 


205676 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


205676 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


205676 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


205676 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


3887532 3887647 1 116 gi 
n Gottingen 1488-6 16S ribosomal RNA, 

ria; Proteobacteria; Betaproteobacteri 
3557 3633 a 77 gi 


pa 
a; 


219846304 


265679061 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Legionella erythra 


ref 
quen 
iale 

ref 


NR_025894.1 
ce 388702 
s; Neisseria 
NR_029369.1 


rtial se 
Neisser 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

688405 688497 1 93 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
903550 903626 1 77 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
906649 906741 1 93 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


Ac 


eq 
ri 


e 
la 


al 
er 


1034249 1034349 1 101 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1179396 1179488 1 93 gi 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1277326 1277414 1 89 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1578591 1578667 1 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1916421 1916497 1 77 gi 
16S ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
2102737 2102837 1 101 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2163135 2163235 1 101 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


ur 


it 


qu 
ia 


se 


e 
ib 


eq 
te 


2187513 2187589 1 77 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2412182 24122741 93 gi 
ain AML-D4 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


gi 
io 


se 
er 


2413748 2413840 1 93 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2415307 2415399 1 93 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


gi 
et 


ue 
a; 


2501402 2501478 1 77 gi 
16S ribosomal RNA, partial sequence 


ammaproteobacteria; Legionellales; Legio 


205676 Bacteria_16S 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 


559287 56077 


265678590 


265678442 


265678440 


265678355 


228717704 
1178919 1180416 Nitro 
219846127 
219846381 
1578118 15795 


219878250 


219878118 


219857626 


219857607 
2187032 21885 


219857452 


219857451 
2413261 24147 


219857450 


219857381 


16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

78997 79073 1 77 gi|265679011|ref|NR_029319.1| Pseudomonas 
train S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
acteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

101924 102024 1 101 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

191856 191948 1 93 gi|265678935|ref|NR_029243.1| Methylomonas 

JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

559748 559831 17 101 gi|265678679|ref|NR_028984.1| Roseomonas rosea 


1 Roseomonas rosea Bacteria; 
raceae; Roseomonas. 
ref|NR_028895.1| Desulfobacterium 
687908 689408 Desulfobacterium 
fobacterales; Desulfobulbaceae. 
ref|NR_028744.1| Legionella gresilensis 
2 904507 Legionella gresilensis 
ionellaceae; Legionella. 
ref|NR_028742.1] Desulforhopalus 
e 906169 907666 Desulforhopalus 
lfobacterales; Desulfobulbaceae; 


etobacte 


uence 
a; Desul 


90307 
les; Leg 


sequenc 
ia; Desu 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 


ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref|NR_027566.1| Nitrosomonas eutropha 
somonas eutropha C91 Bacteria; 
daceae; Nitrosomonas. 
ref|NR_025717.1] Thalassomonas 

1276861 1278268 Thalassomonas 
monadales; Colwelliaceae; Thalassomonas. 
ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025389.1| Thermosipho geolei 
11 1917433 Thermosipho geolei Bacteria; 


10337 


inibacil 


rosomona 


ence 
Altero 


’ 


udomonad 


19159 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 

Desulfovibrio 
3 Desulfovibrio 

Desulfovibrionaceae; 


ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025215.1 
162629 216416 


ulfovibrionales; 


21022 
rionales 


ND 


uence 
ria; Des 
ref|NR_025196.1| Legionella busanensis 
07 Legionella busanensis Bacteria; 
e; Legionella. 
ref |NR_025040.1 
2411699 241321 
ylococcales; Met 


nellacea 
Methylosarcina 

0 Methylosarcina 

hylococcaceae; 


quence 
ia; Meth 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 
ref |NR_025038.1| Desulfovibrio 

2414827 2416310 Desulfovibrio 
vibrionales; Desulfovibrionaceae; 


hylococc 


nce 
Desulfo 


ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 


Legionella waltersii 
25009 ella waltersii Bacteria; 


nellacea 


2502908 2502984 1 77 gi 


219857380 


ref|NR_024968.1| Legionella 
2502405 2503874 Legionella 


beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


205676 Bacteria_16S 
strain CVL 16S ri 
D 
205676 Bacteria_16S 


Proteobacteria; 


strain Y223G 16S 
Proteobacteria; 


Pseudomonas. 


205676 Bacteria_16S 
marianensis strai 
marianensis Bacte 


Thermaerobacter. 


205676 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


205676 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


205676 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


205676 Bacteria_16S 


strain 441-1 16S 
Proteobacteria; 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


205676 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


205676 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


205676 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


205676 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


205676 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


205676 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


205676 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


205676 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


205676 Bacteria_16S 


halophilum strain 
halophilum Bacter 


205676 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


205676 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


G 
205676 Bacteria_16S 
alcaliphila strai 
alcaliphila Bacte 


G 
205676 Bacteria_16S 


2613978 2614078 1 101 
bosomal RNA, partial sequence 

eltaproteobacteria; Desulfovibrionales 
2716587 2716675 1 89 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2815736 2815812 1 77 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


v 


ol 


2904636 2904708 8 80 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridial 


2960593 2960681 1 89 gi 


ia; Alteromonadales; Colwelliaceae; Co 
2971337 2971413 1 V7 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


s 
ri 


2972852 2972928 1 tt gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


al 
er 


2992697 2992773 1 77 

ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3136047 3136139 1 93 gi 
n SB164P1 16S ribosomal RNA, partial s 
ria; Proteobacteria; Deltaproteobacter 


gi 
io 


eq 
ia 


3154258 3154358 1 101 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3299868 3299960 1 93 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


en 
oc 


qu 
er 


3313523 3313623 1 101 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


eq 
ri 


3575872 3575948 1 77 

ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3586496 3586588 1 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3648706 3648798 1 93 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650245 3650337 1 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3651786 3651878 1 93 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; Met 
3653320 3653420 1 101 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3692893 3692985 1 93 gi 


gi 


io 


et. 


ne 
oc 


et 


se 
le 


acteria; Gammaproteobacteria; Methyloc 
3767443 3767535 9 101 gi 
SEBR 2840 16S ribosomal RNA, partial 

ia; Proteobacteria; Deltaproteobacteri 


oc 


se 
a; 


205676 Bacteria_16S 


strain SRL4225 16 


219857256 
2613469 26150 


219857177 
2716108 27175 


219856913 
eq 
ia 

219856853 


ue 


219856816 
2960112 2961625 Colwe 
lwellia. 

219846942 


219846941 


219846928 
2992209 29936 


219846831 


219846819 


219846721 


219846711 


219846525 
3575389 35768 


219846518 
3585997 35874 


219846472 


219846471 


3649747 36512 


219846470 


3651286 36527 


219846469 


219846442 


219846386 


ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; 
ref |NR_024805.1 


Desulfov 


welliaceae; Colwellia. 
ref |NR_024734.1 
2815260 281674 


monadales; 


uence 
Pseudo: 


’ 


ref|NR_024672.1 
2904128 290561 
tridiales Famil 


nce 
es; Clos 
ref 
llia 


NR_024635.1 
maris Bacte 


ref|NR_026534.1 
2970861 297232 
omonadales; Pseu 


equence 
a; Pseud 


ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 


sequenc 
ia; Pseu 


ref |NR_026520.1 


nellaceae; L 


ref 


egionella. 
NR_026423.1 
135552 313703 
obacterales; Des 


Ww 


uence 
Desulf 


v 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ce 31537 
caceae; 


ence 


ia; Thio 


ref |NR_026303.1 
3313036 331453 
fovibrionales; D 


uence 
a; Desul 


ref|NR_026117.1 


nellaceae; Legionella. 
ref |NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026061.1 
3652827 365435 
coccaceae; Desul 
ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_025977.1 
3766971 376838 
vibrionales; Des 


hylococec 
e 36482 
cales; M 


hylococec 


hylococc 


quence 
Ss; Pepto 


36924 
cales; M 


quence 
Desulfo 


4064538 4064638 1 101 
S ribosomal RNA, partial sequence 


gi 


219846176 
4064043 4065518 Desulfovibrio bastinii Bacteria; 


ref 


Des 


Pseud 


y 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Colwellia maris strain 
ria; Proteobacteria; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Methylophaga 

9 Methylophaga 
rickettsiaceae; 


Desulfovibrio 
8 Desulfovibrio 


esulfovibrionaceae; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 

Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Desulfovibrio bastinii 


NR_025766.1 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


205676 Bacteria_16S 4078144 4078244 1 101 gi| 219846167 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Pepto 
205676 Bacteria_16S 12418 12497 1 80 gi| 265679055 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 
205676 Bacteria_16S 53609 53724 1 116 gi| 265679028 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales 
205676 Bacteria_16S 91009 91112 1 104 gi| 265679002 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natr 
205676 Bacteria_16S 92554 92633 1 80 gi| 265679001 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Defer 
205676 Bacteria_16S 104958 105037 1 80 gi| 265678993 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 10448 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
205676 Bacteria_16S 146069 146148 1 80 gi| 265678965 
strain FF3 16S ribosomal RNA, partial sequence 145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
205676 Bacteria_16S 156784 156887 1 104 gi| 265678958 
strain KB740 16S ribosomal RNA, partial sequence 156293 15781 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
205676 Bacteria_16S 165966 166045 1 80 gi| 265678952 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 16699 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
205676 Bacteria_16S 193366 193445 1 80 gi| 265678934 


whittenburyi strain 1521 of Whittenbury 16S ribosomal R 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; 
205676 Bacteria_16S 
strain 1H 9 16S 


Methylobacter. 
215041 215120 1 80 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
205676 Bacteria_16S 233171 233250 1 80 gi| 265678907 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Rhodobacter. 

205676 Bacteria_16S 259199 259278 1 80 gi| 265678889 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial seque 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; R 
Ruegeria. 

205676 Bacteria_16S 269644 269723 1 80 gi| 265678880 


214535 21600 


polysaccharolytic 


Thermoanaerobacterium polysaccharolyticum Bacteria; 


Thermoanaerobacte 


205676 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


205676 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


205676 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 


um strain KMTHCJT 16S ribosomal RNA, p 


rales; Thermoanaerobacterales Family I 
304541 304620 1 80 gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
451145 451224 1 80 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 

503309 503388 1 80 gi 
ain R-9477 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


304028 30558 


450666 45216 


Loktanella. 
205676 Bacteria_16S 
strain DV1140 16S 
Thermotogae; Ther 
205676 Bacteria_16S 542877 542956 1 

strain JR 16S ribosomal RNA, partial sequence 
Deferribacteres; Deferribacterales; Deferribacteraceae; 
205676 Bacteria_16S 614147 614226 1 80 gi 
strain SL24 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
205676 Bacteria_16S 747254 747357 1 104 gi 
strain 9A01 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
205676 Bacteria_16S 758796 758911 1 116 gi 
strain Al 16S ribosomal RNA, partial sequence 


504847 504926 1 80 
ribosomal RNA, partial sequence 


gi 


80 gi 


504361 50587 
motogales; Thermotogaceae; Thermosipho. 
542382 54390 


613678 61515 


746844 74816 


NA, partia 


265678919 


artial seq 
II. Incert 
265678857 


265678753 


265678716 
sequence 
eria; Rhod 


265678715 


265678690 
Deferriba 

265678642 

265678548 


oraxellace 
265678540 


Firmicutes; 


obac 


cter 


ref|NR_025757.1 
4077655 407918 


ref |NR_029227.1 


Cryptanaerobacter 
3 Cryptanaerobacter 


coccaceae; Cryptanaerobacter. 
ref |NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 
ref|NR_029336.1| Desulfotomaculum 
53088 54587 Desulfotomaculum 
; Peptococcaceae; Desulfotomaculum. 
ref|NR_029310.1| Natroniella acetigena 
Natroniella acetigena Bacteria; 
oniella. 
ref |NR_029309.1| Geovibrio 
92051 93594  Geovibrio 
ribacteraceae; Geovibrio. 
ref|NR_029301.1| Thermoanaerobacter 
6 105949 Thermoanaerobacter wiegelii 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029266.1| Azoarcus evansii 
8 Azoarcus evansii Bacteria; 
; Azoarcus. 
ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 
m. 
ref|NR_029242.1] Methylobacter 
1 sequence 192873 194334 


Methylococcales; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 


aceae; Halomona 
ref|NR_029215.1 

232719 234184 
acterales; Rhodo 


ref 
nce 
hodo 


NR_029197.1 
258782 
bacterales; 


ref 
uenc 


NR_029186.1 
e 269183 


ae S 
ref 


edis; Thermo 
NR_029163.1 


Ss. 


Rhodobacter 
Rhodobacter 
bacteraceae; 


Ruegeria 
260120 Ruegeria 


Rhodobacteraceae; 


Thermoanaerobacterium 


Clostridia; 


270620 


anaerobacterium. 


9 Thermotoga maritima Bacteria; 


ref|NR_029058.1 


9 Petrotoga mexicana Bacteria; 


ref|NR_029021.1 
502862 504310 
terales; Rho 


ref|NR_029020.1 


Loktanella 
Loktanella 
dobacteraceae; 


Thermotoga maritima 


Petrotoga mexicana 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


ref|NR_028995.1 
0 Deferribacter 


ref |NR_028947.1 


Deferribacter abyssi 
abyssi Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 


Acinetobacter gerneri 
gerneri Bacteria; 
ay 


ref|NR_028844.1 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 


Alysiella filiformis 


758305 759815 Alysiella filiformis Bacteria; 


205676 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


205676 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


205676 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


205676 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


205676 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


205676 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


205676 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


205676 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


205676 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


205676 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


205676 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


205676 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


205676 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacte 


205676 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


205676 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


205676 Bacteria_16S 


Och 149 16S ribos 
Proteobacteria; A 


205676 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


205676 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


205676 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


205676 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


205676 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


823118 823221 1 104 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
905054 905133 1 80 gi 
in SR4 16S ribosomal RNA, partial sequ 


aetes; Spirochaetales; Brachyspiraceae 


1202116 1202195 1 80 gi 


motogales; Thermotogaceae; Thermotoga. 
1313568 1313647 1 80 gi 
ockii strain HTD4 16S ribosomal RNA, 
rales; Thermoanaerobacteraceae; Thermo 
1332099 1332178 1 80 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1336629 1336708 1 80 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1351938 1352017 1 80 gi 
omal RNA, partial sequence 1351515 135 
lphaproteobacteria; Rhodobacterales; R 
1356452 1356567 1 116 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1362403 1362482 1 80 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1424230 1424333 1 104 gi 
bosomal RNA, partial sequence 142 
etaproteobacteria; Rhodocyclales; Rhod 
1438173 1438276 1 104 gi 
osomal RNA, partial sequence 143 
etaproteobacteria; Rhodocyclales; Rhod 
1465410 1465513 1 104 gi 
ibosomal RNA, partial sequence 146 
etaproteobacteria; Rhodocyclales; Rhod 


205676 Bacteria_16S 


strain SW32 16S r 


1483639 1483718 1 80 gi 
ibosomal RNA, partial sequence 


a; 


ence 90455 


’ 


partial se 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
anaerobact 


equence 
S; 


equence 
eobacteria 


hodobacter 


quence 
ostridiale 


nce 
terales; 


ocyclaceae 


265678497 
sequence 

Burkhol 

265678441 


Brachysp 
228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 


228718892 


228721494 


Thermot 
228721486 


228720499 
2883 Roseo 


228720131 


228719132 
13619 
R 
224581442 
3741 14252 


224581429 
7684 14391 


ocyclaceae; 


224581409 
4924 14664 


ocyclaceae; 


ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref |NR_028743.1 
8 906118 Thermo 


Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Thermoanaerobacter 
anaerobacter 


eria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
re, 
942216 942319 1 104 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 


etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
946902 947005 1 104 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
rain 2Kl1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 


cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

954699 954802 1 104 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
6S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

970017 970107 1 91 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
rain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

1035742 1035845 1 104 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
bosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

1058626 1058705 1 80 gi| 265678338 |ref|NR_028640.1| Deferribacter 
ain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

1140043 1140122 1 80 gi|253680763|ref|NR_028011.1| Salinisphaera 
n E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
ria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 

1149137 11492161 80 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacterales; Deferribacteraceae; Geovibrio. 

1177875 1177954 1 80 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
osomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 


ira. 
ref |NR_027530.1 


a neapolitan 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Thermoanaerobacter 
4 1314606 


ref 
quen 


NR_027577.1 
ce 131309 


219857506 


er. 
ref|NR_027617.1| Thermosipho 

1331586 1333097 Thermosipho 
ogaceae; Thermosipho. 
ref|NR_027609.1| Phaeobacter 

1336206 1337587 Phaeobacter 
; Rhodobacterales; Rhodobacteraceae; 
ref|NR_027593.1| Roseobacter litoralis 
bacter litoralis Och 149 Bacteria; 
aceae; Roseobacter. 
ref|NR_027589.1| Clostridium 

1356004 1357489 Clostridium 
s; Clostridiaceae; Clostridium. 
ref|NR_027580.1| Octadecabacter 
76 1363364 Octadecabacter antarcticus 307 
hodobacteraceae; Octadecabacter. 
ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 
; Thauera. 
ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 
; Thauera. 
ref|NR_027190.1| Azoarcus buckelii 
33 Azoarcus buckelii Bacteria; 
; Azoarcus. 
ref|NR_025094.1| Kushneria marisflavi 


1483159 1484653 Kushneria marisflavi Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 


205676 Bacteria_ 
la 


brockii subsp. 
Thermoane 


Thermoanaerobacte 


205676 Bacteria_ 


strain B6 16S rib 
B 


Proteobacteria; 
205676 Bacteria_ 


mediatlanticus st 
mediatlanticus Ba 


205676 Bacteria_ 


margaritifer stra 
margaritifer Bact 


Tepidiphilus. 
205676 Bacteria_ 


strain R-8904 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


205676 Bacteria_ 


strain SL25 16S r 
Ther 


Thermotogae; 
205676 Bacteria_ 


limicola strain G 
limicola Bacteria 


205676 Bacteria_ 


thiooxidans strai 
thiooxidans Bacte 


205676 Bacteria_ 
strain DSM 12838 
Proteobacteria; 

205676 Bacteria_ 


frisingense strai 
frisingense Bacte 


Herbaspirillum. 
205676 Bacteria_ 


strain CK58 16S r 
Clost 


Firmicutes; 
205676 Bacteria_ 


macestii strain M 
Proteob 


Bacteria; 
205676 Bacteria_ 


taiwanensis strai 
taiwanensis Bacte 


Rubrobacteraceae; 
205676 Bacteria_ 


mediterraneus str 
mediterraneus Bac 


Desulfobulbus. 
205676 Bacteria_ 


kellyi strain BII 
Proteob 
205676 Bacteria_16S 
peptonophila stra 
peptonophila Bact 
205676 Bacteria_16S 


Bacteria; 


strain 3CB-1 16S 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain SHK-1 16S 
Proteobacteria; 


D 


B 
205676 Bacteria_16S 
strain MF63 16S r 
B 
205676 Bacteria_16S 
strain CKB 16S ri 
B 
205676 Bacteria_16S 
strain VB32 16S r 
B 
205676 Bacteria_16S 
subterraneus stra 
Proteob 
205676 Bacteria_16S 


D 
205676 Bacteria_16S 


16S 1506065 1506144 1 80 gi 
ctiethylicus strain SEBR 5268 16S ribo 
robacter brockii subsp. lactiethylicus 
rales; Thermoanaerobacteraceae; Thermo 
16S 1550118 15502211 104 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
16S 1680662 1680741 1 80 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
16S 1686682 1686761 1 80 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 


2 


2 


2 


2 


16S 1711269 1711348 1 80 


ribosomal RNA, partial sequence 


gi 


16S 1813036 18131151 80 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
16S 1829815 1829918 1 104 gi 
olChil 16S ribosomal RNA, complete seq 
; Proteobacteria; Betaproteobacteria; 
16S 1878534 1878637 1 104 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
16S 1933300 1933403 1 104 gi 


gi 


Petrotoga. 


a; 


eltaproteobacteria; Desulfovibrionales; 


16S 1971045 1971148 1 104 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteria; 
16S 1972565 1972668 1 104 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 1977273 1977376 1 104 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
16S 2155568 2155647 1 80 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 
Rubrobacter. 

16S 2255831 2255910 1 80 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


gi 


16S 2424541 2424620 1 80 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2451729 2451808 1 80 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2498305 2498408 1 104 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2499844 2499947 1 104 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2618654 2618757 1 104 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2652237 2652340 1 104 
ibosomal RNA, partial sequence 


1 


Rhod 
gi 


Rhod 
gi 


Oc 


Rhod 
gi 


Oc 


acteria; Betaproteobacteria; Thiobacte 
2713524 2713603 1 80 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhy 
2718122 2718225 1 104 gi 


r. 


gr 


so 
Bacteria; 
an 


1549646 15510 
ua 


ue 
i; 


eq 
ia 


219878400 
1710844 17122 
ho 
219878327 
1812567 18140 


219878316 
ue 
Rh 
219878282 
ue 


219878239 
16S ribosomal RNA, partial sequence 1932811 19342 


219878214 
ue 


219878213 
1972100 19735 
cl 
219878210 


ib 
219857631 
qu 
Ru 


219857562 
eq 
er 


219857442 


al 
219857418 


ti 
219857384 
2497830 24993 
oc 
219857382 
2499368 25008 


219857253 
2618180 26196 


219857223 
2651733 26532 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
2674706 2674809 1 104 gi| 219857206 |ref|NR_024834.1 
in C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thioba 


219857179 
2713036 27145 


19846365 
mal RNA, 


ref|NR_025956.1 
partial sequen 
Firmicutes; 
er. 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref|NR_025560.1 
1680196 16816 
es; Thermaceae; 
ref|NR_025556.1 

1686206 168766 
enophilales; Hy 


aerobact 
19857244 


bacteriu: 
19878421 
nce 
Thermal 
19878417 
uence 
Hydrog 


’ 


ref|NR_025539.1 


dobacteracea 


ref 


e; Loktanel 
NR_025466.1 


ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025421.1 

1878060 187954 
deriales; 
ref|NR_025378.1 


nce 
odocycla 


nce 
Burkhol 


Desulfomicrobiaceae; Des 
ref |NR_025353.1 

1970584 197204 
deriales; Oxalob 


nce 
Burkhol 


ref|NR_025352.1 


ostridium. 
ref |NR_025349.1 
1976773 1978275 Desulf 
rionales; Desulfomicrobi 
ref|NR_025220.1 

155131 215660 


2 
rales; Rubrobact 


ence 
brobacte 


ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


uence 
ia; Desu 


ref|NR_025030.1 
2424042 2425535 Haloth 
Halothiobacillaceae; 
ref|NR_025006.1 

2451243 245274 
ceae; Seinonell 


ref |NR_024972.1 


es; 


sequence 
nomyceta 


~ TH 
ref 


yclaceae auera. 


NR_024970.1 


; Azoarcus. 

ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024851.1 


yclaceae 


yclaceae 


ref|NR_024807.1 


omyxa. 


219857176 


c 
Clostridia; 


7 


d 


Burkho 


Thermoanerobacter 
e 1505601 1507107 


Aquabacterium parvum 
parvum Bacteria; 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 

Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 
1 


a. 
Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Limnobacter 

7 Limnobacter 
lderiaceae; Limnobacter. 
Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 
Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Rubrobacter 

6 Rubrobacter 

erineae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Seinonella 
3 Seinonella 


a. 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Dechloromonas agitata 
agitata Bacteria; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Thiobacter 
cter subterraneus 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


ref|NR_024804.1 


Herbaspirillum 


chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 


chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 
205676 Bacteria_16S 2730354 2730433 1 80 
strain SIR-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nann 
205676 Bacteria_16S 2781163 2781266 1 104 gi 
strain EJ2M-B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thi 
205676 Bacteria_16S 2827855 2827934 1 80 gi 
strain IHB1 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho 
205676 Bacteria_16S 2847685 2847788 1 104 gi 
strain IAM 12409 
Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
205676 Bacteria_16S 2863197 2863276 1 80 gi| 219856882 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
205676 Bacteria_16S 2867833 2867936 1 104 gi| 219856879 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; B 
Herbaspirillum. 
205676 Bacteria_16S 
strain BS 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 
205676 Bacteria_16S 3059571 3059674 1 104 gi| 219846882 
strain AX39 16S ribosomal RNA, partial sequence 3059104 30605 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
205676 Bacteria_16S 3061112 3061215 1 104 gi| 219846881 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; 
205676 Bacteria_16S 3074408 3074511 1 104 gi| 219846872 
limneticum strain cda-1 16S ribosomal RNA, partial sequence 30739 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; 
205676 Bacteria_16S 3083654 3083733 1 80 gi|219846866 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacte 
Thermoanaerobacter. 
205676 Bacteria_16S 
strain DSM 12081 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
205676 Bacteria_16S 3134513 3134592 1 80 gi| 219846832 
strain A901/1 16S ribosomal RNA, partial sequence 3134094 31355 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
205676 Bacteria_16S 3143588 3143667 1 80 gi| 219846826 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 31431 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
205676 Bacteria_16S 3146577 3146656 1 80 gi| 219846824 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 31475 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; D 
205676 Bacteria_16S 3161915 3161994 1 80 gi|219846814 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Antarctobacter. 
205676 Bacteria_16S 3163376 3163455 1 
strain Ekho Lake-172 16S 
Proteobacteria; Alphapro 
205676 Bacteria_16S 


gi|219857167 
oc 
219857129 


ot 
219856905 


219856892 


2975949 2976028 1 80 gi| 219846939 


2975480 29769 


3113535 3113638 1 219846846 


31130 


104 gi 


80 gi 
ribosomal RNA, partial sequenc 
teobacteria; Rhodobacterales; R 
3174043 3174122 1 80 gi 
mathranii strain A3 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterale 
205676 Bacteria_16S 3221126 3221229 1 104 gi 
lividum strain DSM 1522 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
205676 Bacteria_16S 3222645 3222748 1 104 gi 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 

agaricidamnosum Bacteria; Proteobacteria; Betaproteobac 
Janthinobacterium. 
205676 Bacteria_16S 


219846813 
e 31629 
hodobacter 
219846805 
31735 
s; Thermoa 
219846773 
ence 32206 
riales; Ox 
219846772 
sequence 

teria; Bur 


3230121 32302001 80 gi| 219846767 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 32311 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 


2729867 27313 
ystineae 


2780730 27821 
richacea 


2827347 28288 


16S ribosomal RNA, partial sequence 2847193 28487 
monadace 


udomonad 


urkholde 


ostridiu 


yclaceae 


Rho 


Rhod 


ref 


, 
ref 


e; 
ref 
ref 
ae; 

ref 
ref 
rial 
ref 


m. 
ref 


oT 
ref 
ref 


ocyc 
ref 


rale 
ref 


; Az 
ref 


acea 
ref 


hodo 
ref 


eino 
ref 


Ww 


bact 


ref 


acea 
ref 


naer 
ref 


alob 
ref 


khol 


ref 


nceer 


205676 Bacteria_16S 3234725 3234840 1 116 gi|219846764 


50 Plesiocystis 
Na 


2867356 28688 


3060645 30621 
docy 


12 3075441 Ferri 


3083185 30846 


39 3114569 Azoar 


69 3144565 Sulfi 


161511 31629 


61 3164378 Roseo 


65 3175071 Thermo 


51 3222119 Janth 


3222170 32236 


30 Peptoniphilus 


NR_024795.1 


nnocystacea 
NR_024757.1 


hiothrix. 
NR_024726.1 


NR_024711.1 


Delftia. 
NR_024701.1 


e; Pseudomo 
NR_024698.1 
4 
es; Oxaloba 


NR_026531.1 


NR_026474.1 


auera. 
NR_026473.1 
3 
clales; Rho 
NR_026464.1 


laceae; Fer 
NR_026458.1 
6 
s; Thermoana 
NR_026438.1 
c 
oarcus. 


NR_026424.1 


e; Paracoccu 
NR_026418.1 

t 
bacteraceae; 
NR_026416.1 


coccus. 
NR_026406.1 
1 
erales; Rhod 
NR_026405.1 
Vi 
e; Roseovari 
NR_026397.1 


obacteracea 
NR_026365.1 
ch 
acteraceae; 
NR_026364.1 
3 
x 


deriales; O 


NR_026359.1 


tae Sedis; P 


ref 


n 


Cc 


di 


b 
E 


e: 


Plesiocystis pacifica 


pacifica Bacteria; 
e 


; Plesiocystis. 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 
T 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
acea 


as. 
Herbaspirillum 

5 Herbaspirillum 

teraceae; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 
ocyclaceae; Thauera. 
Ferribacterium 
acterium limneticum 
ibacterium. 
Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


s. 
Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 

8 Janthinobacterium 
alobacteraceae; 


’ 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 


NR_026356.1 


Thermosyntropha 


lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 


Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadac 


eae; 


Thermosyntr 


opha. 


205676 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 
Desulfofustis. 
205676 Bacteria_16S 
strain DSM 3662 1 
Firmicutes; Clostridia; 
205676 Bacteria_16S 

strain DSM 5156 1 
Firmicutes; Clostridia; 
205676 Bacteria_16S 


3237886 3237965 1 80 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


3273992 32740711 80 


gi 


Clostridiales; 
3374470 3374573 1 


Eubacteriaceae; 
104 gi 


Halanaerobiales; 
3386699 3386778 1 80 gi 
strain ATCC 49336 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
205676 Bacteria_16S 3682291 3682370 1 80 gi 
arcticus strain 238 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 
205676 Bacteria_16S 3718342 3718421 1 80 gi 
halophilus strain DSM 6132 16S ribosomal RNA, partial s 
halophilus Bacteria; Proteobacteria; Gammaproteobacteri 
Halothiobacillus. 
205676 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 
205676 Bacteria_16S 


3815902 3815981 1 
rain R3 
cteria; 


80 gi 


Proteobacteria; Gammaproteobac 


3817423 3817502 1 80 gi 
strain ATCC 29543 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
205676 Bacteria_16S 3881250 3881329 1 80 gi 
thermocopriae strain JT-3 16S ribosomal RNA, partial se 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoa 
Thermoanaerobacter. 
205676 Bacteria_16S 3882822 3882901 1 80 gi 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; Thermoanaerobacteraceae; 
205676 Bacteria_16S 3962805 3962908 1 104 
strain FR2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
205676 Bacteria_16S 3984716 3984831 1 116 gi 
strain KMM 6017 1 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fla 
205676 Bacteria_16S 4072028 4072107 1 80 gi 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostr 
Soehngenia. 
205676 Bacteria_16S 4122021 41221001 80 gi 
succinatimandens strain 4BON 16S ribosomal RNA, partial 
succinatimandens Bacteria; Proteobacteria; Betaproteoba 
Petrobacter. 
205676 Bacteria_16S 4195614 4195693 1 80 gi 
ganghwensis strain JC2044 16S ribosomal RNA, partial se 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacter 
205676 Bacteria_16S 4230396 42305111 116 gi 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16 


Thermo 
gi 


16S ribosomal RNA, partial seq 


finnii Bacteria; 


219846762 
equence 
a; 


219846738 


6S ribosomal RNA, partial sequence 3273522 32749 
bacteriu 


Eu 
219846667 


6S ribosomal RNA, partial sequence 3374001 33754 
Halobacteroida 


ceae; 
219846658 


H 
219846449 


terales; 
219846424 
equence 
a; 


219846352 
uence 
teria; 


219846351 


ob 
219846308 
quence 

na 


219846307 
ar 


an 
219846250 


3962329 39637 
monadace 


ma 
219846235 


6S ribosomal RNA, partial sequence 3984248 39856 
mmeovirgac 


219846171 
sequence 
idiales; 


219846135 
sequence 
cteria; 


219846078 
quence 

ia; 
219846048 


Desulfo 


Oren 


33862 
alomonad 


36818 
R 


Chromat 


Chr 


38169 
acterale 


erobacte 


tial seq 
Firmicutes; 
aerobact 


Cc 


Rh 


Oceano 


S ribosoma 


ref|NR_026354.1 
3237371 323891 
bacterales; 
ref |NR_026330.1 
m. 
ref|NR_026259.1 
Des 
ref|NR_026250.1 
aceae; Halomona 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026015.1 
3717841 371934 
iales; Halothio 


ref |NR_025943.1 
3815400 381690 
omatiales; Halot 


ref |NR_025942.1 
54 3818434 Woline 
elicobactera 
NR_025898.1 
8 
s; Thermoana 
ref 
uenc 


NR_025897.1 
e 388233 


er. 
ref|NR_025840.1 
Rhodoferax. 
NR_025825.1 


ae; 
ref 


eae; Roseivirga. 
ref|NR_025761.1 

4071551 407304 
lostridiales Fam 


ref|NR_025725.1 

4121524 412305 
odocyclales; Rho 
ref|NR_025668.1 
195136 419657 
spirillales; Hah 
ref|NR_025638.1 
1 RNA, partial s 


rs 


Desu 


19 3387691 Halomo 
Ss. 


b 


Clostridia; 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Halothiobacillus 
4 Halothiobacillus 

acillaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 
8 3883860 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Soehngenia 
4 Soehngenia 
ily XI. Incertae Sedis; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Zooshikella 

6 Zooshikella 

ellaceae; Zooshikella. 
Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Desulfotomaculum. 

1196055 11961211 67 gi 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequen 
12809 Bacteria; Deferribacteres; Deferribacterales; Def 
205676 Bacteria_16S 1368486 1368576 1 91 gi 
magneticus strain RS-1 16S ribosomal RNA, complete sequ 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
205676 Bacteria_16S 1394039 13941171 79 gi 
strain TMO 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; 


Clostridiales; Peptococcaceae; 
205676 Bacteria_16S 


Thermotoga. 


228715574 
ce 11955 


228718692 
ence 13679 
ibrionales 
228715897 


1393543 13950 


205676 Bacteria_16S 1880110 1880200 1 91 gi| 219878279 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 

vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veill 
205676 Bacteria_16S 1895655 1895769 1 115 gi| 219878267 


erribacter 


ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref |NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref |NR_027542.1 


ref|NR_025418.1 
1879598 188113 
onellaceae; Prop 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Propionispora 

1 Propionispora 
ionispora. 
Desulfococcus biacutus 


ref |NR_025406.1 


strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desul 


fococcus. 


205676 Bacteria_16S 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 


fermentum strain 
Bacteria; 


Firmicu 
205676 Bacteria_16S 


2190598 2190688 1 


2431884 24319741 


91 gi 


91 gi 


219857605 
en 
illus. 

219857436 


ce 21901 


ref 


ref 


08 2191561 Amphi 


NR_025193.1 


NR_025024.1 


b 


Amphibacillus 
acillus fermentum 


Paenibacillus 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

205676 Bacteria_16S 2547881 2547978 1 101 gi| 219857345 |ref|NR_024933.1| Desulfosporosinus 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

205676 Bacteria_16S 2627836 2627926 1 91 gi| 219857246 |ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

205676 Bacteria_16S 2928972 2929038 1 67 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 


strain IFO 13613 
propionica strain 
Bacteria; Proteob 


salinarius strain 
salinarius Bacter 


205676 Bacteria_16S 
n DSM 20551 16S ribosomal RNA, partial 


radiophilus strai 
radiophilus Bacte 


205676 Bacteria_16S 
ain DSM 20540 16S ribosomal RNA, parti 


proteolyticus str 
proteolyticus Bac 


205676 Bacteria_16S 
bosomal RNA, partial sequence 


strain WV6 16S ri 
Firmicutes; Clost 


205676 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


205676 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


205676 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


205676 Bacteria_16S 
in BMA1 16S ribosomal RNA, partial seque 


thermophilus stra 
thermophilus Bact 


205676 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


205676 Bacteria_16S 


strain S51-W 16S 


Proteobacteria; G 


205676 Bacteria_16S 


strain Td-21 16S 


Proteobacteria; B 


205676 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


205676 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


205676 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


205676 Bacteria_16S 


argentinense stra 
argentinense Bact 


205676 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


3080523 3080613 1 


3130152 3130226 6 


Firmicutes; 
3166451 3166541 1 


ia; 


Deinococcus-Thermus; 
3169484 3169574 1 


ria; 
teria; 
3248442 3248556 1 


ridia; Clostridiales; 
3451046 3451124 1 


motogales; 


205676 Bacteria_16S 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, parti 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clos 


Sedis; Sedimentib 


205676 Bacteria_16S 


acter. 
483168 483245 1 


Deinococcus-Thermus; 


91 gi 


U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; 
205676 Bacteria_16S 
SG3903 16S ribosomal RNA, partial seque 
Clostridia; 


Desulfurellales; Desulfurellaceae; 
80 gi|219846835|ref|NR_026427.1 
nce 3129667 313104 
Halanaerobiales; Halobacteroidaceae; 
91 gi|219846810|ref|NR_026402.1 
sequence 3165996 316746 
Deinococci; Deinococcales; Deinococcac 
91 gi|219846808|ref|NR_026400.1 
al sequence 3169032 317049 
Deinococci; Deinococcales; Deinococc 
115 gi|219846755|ref|NR_026347.1 


Clostridiaceae; 


79 gi 


Thermotoga. 


78 gi 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
205676 Bacteria_16S 


lo 
219846868 
ce 


3247999 32493 
ostridium. 


cl 
219846609 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogaceae; 


nce 


tridiales; 


265678729 


acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 


acidaminovorans B 


acteria; Synergistetes; 


Synergistia; 


cystacea 


30800 


al sequenc 


e; T 
ref 


ref 


3628879 3628945 1 67 gi|219846486|ref|NR_026078.1 
16S ribosomal RNA, complete sequence 3628374 3629910 Pseudo: 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

3662524 3662612 1 89 gi| 219846463 |ref|NR_026055.1 
rain ACAM 179 16S ribosomal RNA, partial sequence 3662041 366352 
cteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Co 

3677802 3677868 1 67 gi| 219846452 |ref|NR_026043.1 


eria; Deferribacteres; Deferribacterales; Deferribacteraceae; De 

3778071 3778149 1 79 gi|219846378|ref|NR_025969.1 
bosomal RNA, partial sequence 3777587 37790 
motogales; Thermotogaceae; Thermotoga. 

3796084 3796172 1 89 gi|219846366|ref|NR_025957.1 
ribosomal RNA, partial sequence 3795600 37970 
ammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

3855261 3855359 6 104 gi|219846325|ref|NR_025915.1 
ribosomal RNA, partial sequence 3854781 38562 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

3933304 3933378 6 80 gi|219846271|ref|NR_025861.1 
ibosomal RNA, partial sequence 3932829 39341 
rochaetales; Spirochaetaceae; Borrelia. 

47320 47409 4 93 gi|265679032|ref|NR_029340.1 
n Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcani 
acteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracacea 

130875 130960 6 91 gi| 265678975 |ref|NR_029283.1 
ribosomal RNA, complete sequence 130392 131902 Chrysiogenes 
hrysiogenales; Chrysiogenaceae; Chrysiogenes. 

207277 207378 1 102 gi|265678924|ref|NR_029232.1 
in ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 

322800 322881 1 82 gi| 265678845 |ref|NR_029150.1 
ibosomal RNA, complete sequence 322285 32381 
ridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

328965 329044 1 80 gi| 265678841 |ref|NR_029146.1 


Clo 


56 Terasakiella 


33 3081558 Desul 


3677295 36788 


e 328486 329942 


erasakiella. 
NR_026460.1 
if 


NR_026201.1 


4 


stridiales F 


ref 


pusilla Bacteria; 


Desulfurella 

urella propionica 
Desulfurella. 
Halanaerobacter 

9 Halanaerobacter 
Halanaerobacter. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Chrysiogenes arsenatis 


arsenatis Bacteria; 


Clostridium 
Clostridium 

stridium. 
Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


NR_029034.1 


Dethiosulfovibrio 


482698 484170 Dethiosulfovibrio 


Synergistales; 


Synergistace 


ae; Dethiosulfovibrio. 


205676 Bacteria_16S 
marinisedimentoru 
marinisedimentoru 
205676 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
205676 Bacteria_16S 
strain 3wWC2 16S r 
Clost 
205676 Bacteria_16S 
insulare strain K 
Proteob 
205676 Bacteria_16S 


Firmicutes; 


Bacteria; 


lucentensis strai 
Bacteria; Proteob 


205676 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 


Dethiosulfovibrio 


205676 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


205676 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


205676 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


205676 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


205676 Bacteria_16S 


schindleri strain 
schindleri Bacter 


205676 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


205676 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


205676 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


205676 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


205676 Bacteria_16S 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 28889 


Firmicutes; Clost 


205676 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


205676 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


205676 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


205676 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; G 


205676 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


205676 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


205676 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


205676 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 
589817 589906 1 90 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1051109 1051198 1 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1150565 1150630 4 69 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1171824 1171901 1 78 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 


Deinoco 
gi 


cc 


iene 


ae 


en 
ri 


en 
is 


1335138 1335219 1 82 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1613753 1613838 6 91 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
1683755 1683856 1 102 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1779596 1779713 1 118 gi 
n DSM 1327 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 
1887945 1888042 7 104 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
2351263 2351340 1 78 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2527153 2527253 1 101 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2569240 2569329 1 90 gi 
ain SPL77A 16S ribosomal RNA, partial 

teria; Firmicutes; Clostridia; Clostri 
2606230 2606307 1 78 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2887932 2888021 1 90 gi 


gi 


rt 
aA cf 


se 
11 


qu 
a; 
ne 


ne 
oc 


se 
di 


nc 
ib 


ridia; Clostridiales; Eubacteriaceae; Eu 
3033630 3033719 1 90 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3035157 3035246 1 90 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3233210 3233327 1 118 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3440301 3440398 7 104 gi 


eq 
id 


cl 


qu 
hl 


ammaproteobacteria; Pseudomonadales; Mor 
3528487 3528576 1 90 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3710901 3710990 1 90 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3719871 3719960 1 90 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 
3829646 3829763 1 118 gi 


el 


el 


515348 515437 1 90 gi| 265678708 |ref|NR_029013.1 
m strain DSM 15388 16S ribosomal RNA, partial sequence 514864 
m Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

529198 529275 1 78 gi|265678699|ref|NR_029004.1 


528726 53019 
265678659 
589361 59079 
265678343 


253680756 


228719312 


228721489 
1334683 13361 


219878467 


id 


219878419 


219878350 


219878273 


219857493 


219857359 


219857288 


219857264 


219856864 


219846900 


219846899 


3034695 30361 


219846765 


219846616 


6S ribosomal RNA, partial sequence 3439822 34412 


219846557 
6S ribosomal RNA, partial sequence 3528019 35294 


219846429 
219846422 
3719395 37209 


219846342 


Deino 


ref 


aceae; coccus. 


NR_028964.1 
ostridium. 
ref |NR_028645.1 
31 1052062 Marino 
Marinospirillu 
ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


10506 
illales; 


ce 11501 
llales; 


ce 11713 
tia; Syn 


ref|NR_027612.1 


ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025558.1 
ence 168328 
Clostridiaceae; 
ref|NR_025489.1 

1779107 178061 
aenibacillus. 
ref|NR_025412.1 
ence 1887472 188893 
Pseudomonadales; Moraxe 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref |NR_024947.1 
73 2528174 Desulf 
Desulfotomaculum 
ref |NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024683.1 


16132 
iales Fa 


ial sequ 
idiales; 


quence 


aceae; P 


23507 
rgistace 


e 25266 
caceae; 


quence 
ales; Cl 
e 26057 
rionales 


bacterium. 
NR_026492.1 
4 
ridiaceae; C 
NR_026491.1 


uence 
iales; C 
ref 
ostridium. 
ref |NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref|NR_026149.1 


ence 
amydiace 


axellace 


ostridium. 
ref |NR_026020.1 
25 3711931 Clostr 
m. 


ref 


37104 
ostridiu 
NR_026013.1 


ostridium. 


Reinekea 
516365 Reinekea 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Marinospirillum 
spirillum insulare 


m. 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 

Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Clostridium 

5 1684702 Clostridium 
Clostridium. 
Paenibacillus 

9 Paenibacillus 


Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 
Desulfotomaculum 
otomaculum alkaliphilum 
Clostridium 
8 Clostridium 
ostridium. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Clostridium 
4 Clostridium 
lostridium. 

Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Parachlamydia 
7 Parachlamydia 
a. 

Acinetobacter junii 
junii Bacteria; 
t. 
Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


ref |NR_025932.1 


bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriaceae; 


Heliobacterium. 


Heliobacterium chlorum 


3829173 3830684 Heliobacterium chlorum Bacteria; 


205676 Bacteria_16S 3868903 3868984 1 82 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
205676 Bacteria_16S 24752 24832 1 81 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 179552 179644 1 93 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

205676 Bacteria_16S 194878 194970 1 93 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 
205676 Bacteria_16S 309210 309290 1 81 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

205676 Bacteria_16S 390976 391048 1 73 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

205676 Bacteria_16S 535269 535369 1 101 gi|265678695|ref|NR_029000.1| Arcicella aquatica 


strain NO-502 16S 
Sp 
205676 Bacteria_1 
strain Z 4493 16S 
Clost 
205676 Bacteria_16S 


Bacteroidetes; 


Firmicutes; 


strain L1-92 16S 
Firmicutes; 


Firmicutes; 


strain ATCC 43541 
Firmicutes; 


strain LMG 18819 
Proteobacteria; 


strain LMG 18106 
Proteobacteria; 


strain LMG 16407 


Proteobacteria; B 


205676 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


205676 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; 


hydrothermalis st 
hydrothermalis Ba 


205676 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


205676 Bacteria_16S 


stercorihominis D 
stercorihominis D 


205676 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


205676 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


205676 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


205676 Bacteria_16S 


AMMD 16S ribosoma 


Clost 
205676 Bacteria_16S 
strain VPI D 75 B 
Clost 
205676 Bacteria_16S 


Clost 
205676 Bacteria_16S 


B 


B 


G 
205676 Bacteria_16S 


ribosomal RNA, partial sequence 


ridia; Clostridiales; Eubacteriaceae; 
658125 658201 1 77 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
827734 827814 1 81 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
829310 829390 1 81 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Veillonellaceae; 
892726 892814 1 89 gi 


894261 894349 1 89 gi 


895796 895884 1 89 gi 
etaproteobacteria; Burkholderiales; Bu 
993129 993221 1 93 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1009820 1009908 1 89 gi 
ibosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
1060116 1060216 1 101 


Ss 
gi 


Deinococc 
93 gi 


cteria; Deinococcus-Thermus; 
1174889 1174981 1 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1182434 1182534 1 101 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1183920 1184000 1 81 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
1259338 1259406 1 69 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1377638 1377726 1 89 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1472889 1472977 1 
1 RNA, partial sequence 


89 gi 


534808 53626 


hingobacteria; Sphingobacteriales; Flexibacterac 
6S 632341 632433 1 93 gi| 265678629 
ribosomal RNA, partial sequence 631874 63335 


657665 65912 


16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Bu 
205676 Bacteria_16S 
16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Bu 
205676 Bacteria_16S 
16S ribosomal RNA, partial sequence 895318 89680 


1009316 10108 


rain Tl 16S ribosomal RNA, partial seq 


1174405 11758 


Acetobacte 
265678610 


Anaerosti 
265678494 
e 82720 
Selenomon 
265678493 

82878 
Selenomon 
265678449 


rkholderia 
265678448 


rkholderia 
265678447 


rkholderia 
265678382 
ce 99261 
phomonadac 
265678371 


hewanellac 
265678337 
uence 

i; Thermal 
228718578 


ae 
228717350 
quence 
dia; Clost 
228717037 
ce 11834 
Ruminococc 
219846811 
ence 12588 
occales; D 
228717562 
ce 13771 
nadales; A 


224581402 


7 Arcicella aquatica Bacteria; 


eae; Arcicella. 

ref|NR_028934.1| Acetobacterium tundrae 
1 Acetobacterium tundrae Bacteria; 
rium. 

ref|NR_028915.1| Anaerostipes caccae 

0 Anaerostipes caccae Bacteria; 

pes. 

ref|NR_028797.1| Selenomonas infelix 

9 828732 Selenomonas infelix Bacteria; 
as. 

ref|NR_028796.1| Selenomonas noxia 

3 830273 Selenomonas noxia Bacteria; 
as. 

ref|NR_028751.1|] Pandoraea sputorum 

2 Pandoraea sputorum Bacteria; 

ceae; Pandoraea. 

ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 

ref|NR_028749.1| Pandoraea apista 

2 Pandoraea apista Bacteria; 

ceae; Pandoraea. 

ref|NR_028684.1| Syntrophomonas 

4 994134 Syntrophomonas sapovorans 
eae; Syntrophomonas. 

ref|NR_028673.1| Shewanella algae 


53 Shewanella algae Bacteria; 
eae; Shewanella. 
ref |NR_028639.1 
1059624 106111 


Marinithermus 

6 Marinithermus 

es; Thermaceae; Marinithermus. 
ref|NR_027574.1| Kangiella koreensis 
98 Kangiella koreensis DSM 16069 


Anaerofustis 

4 Anaerofustis 
eriaceae; Anaerofustis. 
Anaerotruncus 

truncus colihominis DSM 
ncus. 

Deinococcus 

occus radiopugnans ATCC 
einococcus. 
Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


ref |NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales gi 


R 


ref Burkholderia ambifaria 


NR_024882.1 


1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 


complex. 


205676 Bacteria_ 
papyrosolvens DSM 
Fi 
205676 Bacteria_ 
antarcticus strai 
antarcticus Bacte 


2782 Bacteria; 


Algoriphagus. 


205676 Bacteria_ 


strain LMG 21970 


16S ribosomal RNA, partial sequence 1617815 16192 


16S 1577035 15771511 117 gi|219846510|ref|NR_026102.1]| Clostridium 
2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
rmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 1616763 1616863 1 101 gi| 219878465 |ref|NR_025604.1| Algoriphagus 
n LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
ria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
16S 1618286 1618386 1 101 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 


87 Algoriphagus chordae Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

205676 Bacteria_16S 1619809 1619909 1 101 gi|219878463|ref|NR_025602.1| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

205676 Bacteria_16S 1621332 1621432 1 101 gi|219878462|ref|NR_025601.1| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

205676 Bacteria_16S 1624363 1624463 1 101 gi|219878460|ref|NR_025599.1| Belliella baltica 
strain BA134 16S ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 


Bacteroidetes; S 


205676 Bacteria_ 


strain HK85 16S 
Proteobacteria; 


205676 Bacteria_ 


strain L1/68 16S 
Proteobacteria; 


205676 Bacteria_ 


denitrificans st 
denitrificans Ba 
Thiobacillus. 


205676 Bacteria_ 


strain KMM 3582 
Proteobacteria; 


205676 Bacteria_ 


venustensis stra 
Bacteria; Proteo 


205676 Bacteria_ 


strain SM2-1 16S 
Proteobacteria; 


205676 Bacteria_ 


schlegeliana str 
schlegeliana Bac 


205676 Bacteria_ 


marinintestina s 
marinintestina B 
Shewanella. 


205676 Bacteria_ 


strain B3-1 16S 
Proteobacteria; 


205676 Bacteria_ 


minutulum strain 
minutulum Bacter 


205676 Bacteria_ 


strain 087-AZ-H 
Proteobacteria; 


205676 Bacteria_ 


radiodurans stra 
radiodurans Bact 


205676 Bacteria_ 


strain DSM 3963 


Deinococcus-Thermus; 
205676 Bacteria_ 


aeronauticum str 


phingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 
16S 1875474 1875574 1 101 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
ribosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 


G 
16S 1927191 1927267 1 77 
ribosomal RNA, partial sequence 


gi 
19 
G 
16S 
r 
c 


1963725 1963813 1 89 gi 


teria; Proteobacteria; 


16S 2189039 2189127 1 89 gi 
16S ribosomal RNA, partial sequence 21 
Gammaproteobacteria; Alteromonadales; 
16S 2263553 2263629 4 80 
A 
b 


gi 


16S 2733375 2733463 1 89 gi 
ribosomal RNA, partial sequence 27 
Gammaproteobacteria; Alteromonadales; 
16S 2734865 2734953 1 89 
a 
t 


gi 


eria; 
16S 

t 
a 


Proteobacteria; 


2736355 2736443 1 89 gi 


cteria; Proteobacteria; 
16S 
xr 
G 


2782629 27827211 93 
ibosomal RNA, partial sequence 


gi 


16S 2927496 2927584 1 89 gi 
ATCC 19193 16S ribosomal RNA, partial 
i 
16S 
1 
G 


2989670 2989746 1 77 


gi 


16S 
a: 
e 


3167968 3168036 1 69 gi 
Deinococcus-Thermus; 
3171001 3171069 1 


ria; 
16S 


Deinococci; 
69 gi 


ammaproteobacteria; Pasteurellales; Pa 


ammaproteobacteria; Xanthomonadales; X 


ain NCIMB 9548 16S ribosomal RNA, part 
Betaproteobacte 


s 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
s 


in HRKA1 16S ribosomal RNA, partial se 
Gammaproteobacte 


rain IK-1 16S ribosomal RNA, partial s 


Gammaproteobac 


2782197 27836 
ammaproteobacteria; Thiotrichales; Thi 
a; Proteobacteria; Gammaproteobacteria 


6S ribosomal RNA, partial sequence 2989207 29906 
ammaproteobacteria; Legionellales; Leg 


n DSM 20539 16S ribosomal RNA, partial 


aeronauticum Bact 


205676 Bacteria_ 


st 
219878243 
26697 19282 
an 
219878219 
ia 
ria; 
219857606 
88558 21900 
hewanellac 
219857557 
ence 22630 
irillales; 
219857165 
32909 27343 
hewanellac 
219857164 
quence 
ria; Alter 
219857163 
equence 


teria; Alt 


219857128 


otrichacea 
219856838 
sequence 

; Oceanosp 
219846930 


ionellacea 
219846809 
sequence 
Deinococca 
219846807 


eurellac 


thomonad 


1 sequen 
Hydro 


eae; 
ref 


Haemophilu 
NR_025382.1 


aceae; Ignatzsc 
ref |NR_025358.1 
ce 1963237 196474 
genophilales; H 
ref|NR_025195.1 
eae; Shewanella 
ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref |NR_024793.1 


eae; Shewanella 
ref|NR_024792.1 

2734399 273583 
omonadales; She 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref|NR_024756.1 
e; Thiothrix. 
ref |NR_024657.1 
2927022 292847 
irillales; Marin 
ref|NR_026522.1 


e; Li 
ref 


egionella. 
NR_026401.1 
167516 316898 
Deinococcac 
NR_026399.1 


w 


les; 
ref 


y 


wanellaceae; 


Ss. 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 
h 


ineria. 
Thiobacillus 

6 Thiobacillus 
drogenophilaceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Alcanivorax 
vorax venustensis 
e; Alcanivorax. 
Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 

8 Shewanella 
Shewanella. 
Shewanella 

8 Shewanella 
ewanellaceae; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Marinospirillum 

7 Marinospirillum 
ospirillum. 

Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus grandis 


strain LLAP12 16S 
Bacteria; Proteob 
205676 Bacteria_16S 


strain L2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
16S 3246920 3246996 1 77 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
ain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
eria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
16S 3266412 3266488 1 77 gi| 219846743 |ref|NR_026335.1| Legionella drancourtii 
ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 
acteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
3267830 3267906 1 77 gi|219846742|ref|NR_026334.1| Legionella lytica 


3267345 3268825 Legionella lytica Bacteria; 


205676 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
205676 Bacteria_16S 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial 
carbinolicum Bacteria; 


205676 Bacteria_16S 
wieringae strain 
wieringae Bacteria; 
205676 Bacteria_16S 
strain DSM 1030 1 
Firmicutes; 
205676 Bacteria_16S 
strain ATCC 43992 
Proteobacteria; 
205676 Bacteria_16S 


gelidimarina strain ACAM 456 16S ribosomal RNA, partial 
gelidimarina Bacteria; 


205676 Bacteria_16S 


AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrl 


205676 Bacteria_16S 


flavefaciens strain C94 16S ribosomal RNA, partial sequence 38307 
Clostridiales; 


Bacteria; 
205676 Bacteria_16S 
strain ATCC 27255 
Firmicutes; 
205676 Bacteria_16S 
strain DSS12 16S 
Proteobacteria; 

205676 Bacteria_16S 


denitrificans strain AS-P1 16S ribosomal RNA, partial s 
denitrificans Bacteria; 


205676 Bacteria_16S 
strain IAM 12670 
Proteobacteria; 

205676 Bacteria_16S 
strain SW-154 16S 
Proteobacteria; 
205676 Bacteria_16S 
strain SW-117 16S 
Proteobacteria; 
205676 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
205676 Bacteria_16S 


mannitolivorans strain JC2050 16S ribosomal RNA, partia 
mannitolivorans Bacteria; 


Algoriphagus. 
205676 Bacteria_16S 
strain KMM 3823 1 


Clostridia; 


Firmicutes; 


Clostridia; 


3278529 32786211 


Firmicutes; 
3281567 3281659 1 


Firmicutes; 
3283091 3283183 1 


Firmicutes; 
3284616 3284708 1 


Clostridiales; 
3428774 3428862 1 


3657906 3657994 1 


Proteobacteria; 
3788529 3788597 1 


3831186 3831266 1 


Clostridia; 
3832613 3832705 1 


Clostridiales; 
3950789 3950877 1 
3971660 3971748 1 

Proteobacteria; 
3973161 3973249 1 
4017570 4017662 1 
4029790 4029878 1 
4097788 4097888 1 


Bacteroidetes; 
4099244 4099344 1 


4178864 4178952 1 


Bacteroidetes; 


DSM 8237 16S ribosomal RNA, partial sequence 


DSM 1911 16S ribosomal RNA, partial sequence 


93 


89 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


89 


Gammaproteobacteri 


69 


81 


93 


16S ribosomal RNA, partial sequence 
Ruminococcaceae; 


89 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


89 


Betaproteobacteri 


89 


16S ribosomal RNA, partial sequence 3972687 39741 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


93 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Kangiella. 


89 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


101 


JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


101 


89 


6S ribosomal RNA, partial sequence 4178357 41798 


Sphingobacteri 


gi| 219846731 


6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


gi|219846625 


219846466 
sequence 
a; 
219846371 


gi 


gi 


3788062 3789489 Ehrlichia 


ichia. 
gi|219846341 
Ruminococcaceae; 

gi|219846340 
38321 


gi|219846258 
3950287 39517 
Shewanellac 
gi|219846244 
equence 
a; 


gi| 219846243 


gi| 219846211 
4017086 40185 


gi|]219846203 
4029306 40308 

Shewanellac 
gi|219846154 


Sphingobacte 
gi| 219846153 
1 sequence 
a; Sphingo 


gi|219846094 


Acetobacterium. 


34282 
Shewanellaceae; 


Alteromonadales; 


Ruminococcus. 


Burkholderiales; 


93 gi|219846735|ref|NR_026327.1| Acetobacterium 
3278074 3279532 Acetobacterium 

Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
93 gi|219846733|ref|NR_026325.1| Acetobacterium 
sequence 3281102 3282570 Acetobacterium 

Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

93 gi|219846732|ref|NR_026324.1| Acetobacterium 
3282621 3284094 Acetobacterium 

Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 


ref |NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 


ref|NR_026217.1| Shewanella benthica 
93 3429730 Shewanella benthica Bacteria; 
Shewanella. 
ref|NR_026058.1] Shewanella 

3657404 3658910 Shewanella 
Shewanellaceae; Shewanella. 
NR_025962.1| Ehrlichia muris strain 
muris Bacteria; Proteobacteria; 


ref 


ref |NR_025931.1| Ruminococcus 

35 3832122 Ruminococcus flavefaciens 
Ruminococcus. 
ref|NR_025930.1| Ruminococcus bromii 
73 3833552 Ruminococcus bromii Bacteria; 


ref|NR_025848.1| Shewanella violacea 
92 Shewanella violacea Bacteria; 
eae; Shewanella. 
ref|NR_025834.1] Brachymonas 

3971185 3972636 Brachymonas 
Comamonadaceae; Brachymonas. 


ref |NR_025833.1| Duganella zoogloeoides 

37 Duganella zoogloeoides Bacteria; 
Duganella. 

ref|NR_025801.1| Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


ref|NR_025793.1| Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 
eae; Shewanella. 
ref|NR_025744.1| Algoriphagus 

4097319 4098745 Algoriphagus 
riales; Cyclobacteriaceae; Algoriphagus. 
ref |NR_025743.1| Algoriphagus 

4098796 4100171 Algoriphagus 
bacteriales; Cyclobacteriaceae; 


ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

205676 Bacteria_16S 20114 20193 1 80 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

205676 Bacteria_16S 56546 56625 1 80 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

205676 Bacteria_16S 58047 58126 L 80 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

205676 Bacteria_16S 64090 64169 1 80 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

205676 Bacteria_16S 95768 95847 1 80 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 


aespoeensis Bacteria 
Desulfovibrio. 
205676 Bacteria_16S 


; Proteobacteria; 


114144 114223 1 


Deltaproteobacteria; 


80 


strain DM-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Delt 


aproteobacteria; 


Syntrophobacterales; 


Desulfovibrionales; 


Desulfovibrionaceae; 


gi| 265678986 
113641 11518 


Syntrophaceae; 


ref|NR_029294.1| Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 
Syntrophus. 


205676 Bacteria_16S 
n Catt39 16S ribosomal RNA, partial se 
Clostridi 


intestinale strai 
intestinale Bacte 


205676 Bacteria_16S 


strain C4D1M 16S 
Proteobacteria; B 
phenazinium strai 
Bacteria; Proteob 


strain P 1-22-1 1 
Proteobacteria; B 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


205676 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


205676 Bacteria_16S 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


205676 Bacteria_16S 


strain SEBR 7054 
Thermotogae; Ther 


205676 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


205676 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


205676 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


205676 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


205676 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


205676 Bacteria_16S 


actinomycetemcomi 


161329 161408 1 80 gi 
Firmicutes; Clostridia; 
234693 234772 1 80 


ribosomal RNA, partial sequence 


ria; 
gi 


236329 236408 1 80 gi 


237911 237990 1 80 gi 


239460 239539 1 80 gi 


cia complex. 
241046 241125 1 80 
bosomal RNA, partial sequence 


gi 


245644 245723 1 80 gi 
n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
247189 247268 1 80 gi 
motogales; Thermotogaceae; Thermotoga. 
248766 248845 1 80 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


256176 256255 1 80 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
257715 257794 1 80 gi 


Thermoa 
gi 


ridia; Thermoanaerobacterales; 
266677 266756 1 80 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
289323 289402 1 80 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
292524 292627 1 104 gi 
tans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


205676 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


205676 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


205676 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


205676 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


205676 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


205676 Bacteria_16S 


strain K1l1 16S ri 
Proteobacteria; B 


asteurellaceae; Aggregatibacter. 
332161 332240 1 80 gi 
a strain JW 701/3 16S ribosomal RNA, c 
a Bacteria; Firmicutes; Clostridia; Th 
oorella. 

366631 366710 1 80 gi 
rain F23 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


369652 369731 1 80 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


467870 467949 1 80 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
491004 491083 1 80 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
533726 533805 1 80 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 


gi 


205676 Bacteria_16S 


567360 567439 1 80 gi 


234235 23583 
etaproteobacteria; Burkholderiales; Bu 
205676 Bacteria_16S 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
205676 Bacteria_16S 
6S ribosomal RNA, partial sequence 237457 23896 
etaproteobacteria; Burkholderiales; Bu 
205676 Bacteria_16S 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


240595 24207 
etaproteobacteria; Burkholderiales; Bu 


16S ribosomal RNA, partial sequence 246697 24821 


6S ribosomal RNA, complete sequence 257219 25873 


266185 26767 


467397 46889 


490502 49197 


533233 53475 


265678955 
quence 

ales; Clos 
265678905 


rkholderia 
265678904 
nce 23588 
riales; Bu 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 


265678898 
equence 
Actinomyc 


265678897 


265678896 
al sequenc 
acteria; N 


265678891 
ence 25570 
riales; Bu 
265678890 


naerobacte 
265678882 


alobactera 
265678867 

28882 
caligenace 
265678865 
RNA, part 


265678839 
omplete se 
ermoanaero 


265678810 
quence 
teria; Alt 


265678808 
quence 
eria; Ocea 
265678739 


rkholderia 
265678724 


Halomonad 
265678696 


mamonadace 
265678674 


ref |NR_029263.1 

160899 162283 
tridiaceae; Clos 
ref |NR_029213.1 
ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 


ref |NR_029209.1 
2 Burkholderia 


ceae; Burkholde 


H r 


ref|NR_029206.1 
245166 246646 
etales; Coryneba 


ref |NR_029205.1 


ref |NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 
ref|NR_029198.1 
1 Moorella 
raceae; Moorella 
ref|NR_029188.1 
ceae; Oxalobacte 
ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029171.1 
ial sequence 


ref 
quen 
bact 


NR_029144.1 
ce 331642 
erales; Ther 


eromonadale 


ref|NR_029113.1 
369170 37061 
nospirillales; 


ref|NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref |NR_029029.1 


acea 
ref 


e; Halomonas 
NR_029001.1 
ae; Ottowia. 
ref 


NR_028979.1 


Clostridium 
Clostridium 

tridium. 
Burkholderia graminis 


4 Burkholderia graminis Bacteria; 


ia. 
Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 
Rhodococcus 
Rhodococcus 


cterineae; Nocardiaceae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Microvirgula 
Microvirgula 
sseriaceae; 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


bas 
Bordetella holmesii 
ella holmesii Bacteria; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Moorella 
333194 Moorella 
moanaerobacteraceae; 


Idiomarina 
Idiomarina 
iomarinaceae; 


Halomonas 
Halomonas 


alomonadaceae; 


Burkholderia terricola 


terricola Bacteria; 


ia. 
Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Conexibacter woesei 


strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 


Actinobacteria; R 


ubrobacteridae; Solirubrobacterales; 


Conexibacteraceae; 


Conexiba 


cter. 


205676 Bacteria_16S 
strain LF13 16S r 


Caldithrix. 


205676 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


205676 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; 


impatiens strain 
Bacteria; 
strain ThSch 12 1 


Proteobacteria; 


6611 16S ribosoma 
Gammaproteobacter 


205676 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


205676 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


205676 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


205676 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


205676 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


205676 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


205676 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


205676 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


205676 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


205676 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


205676 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


205676 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


205676 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


205676 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


205676 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


205676 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


G 
205676 Bacteria_16S 


Proteob 
Saccharospirillum. 
205676 Bacteria_16S 


G 
205676 Bacteria_16S 


tes; Clostridia; Halanaerobiales; Halo 
841441 841520 1 80 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
858035 858114 1 80 gi 


Lupl 16S ribosomal RNA, partial sequen 


205676 Bacteria_16S 


bacteroida 
265678485 
nce 
irillales; 
265678473 

ce 


ceae; 
ref |NR_028788.1 
1 842417 Marino 
Mar 
ref |NR_028776.1 
6 859025 Desulf 


84098 


85752 


Selenihala 


inospirillum. 


582364 582443 1 80 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
ibosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 

588380 588459 1 80 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
ibosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

597335 597414 1 80 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
bosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

604877 604956 1 80 gi| 265678648 |ref|NR_028953.1| Saccharospirillum 
EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
acteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 

703454 703533 1 80 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 
6S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 

732365 732444 1 80 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
1 RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
ia; Chromatiales; Chromatiaceae; Thiocapsa. 

733788 733867 1 80 gi| 265678559 |ref|NR_028863.1| Thiohalocapsa 
4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
acteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 

738447 738526 1 80 gi|265678555|ref|NR_028859.1| Herbaspirillum 
P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

791039 791142 1 104 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
6S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

817091 817170 1 80 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
SSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 


naerobacter. 
Marinospirillum 
spirillum alkaliphilum 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 


monadaceae; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Rhodococcus 
5 Rhodococcus 


bacterineae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 


acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
934548 934627 1 80 gi| 265678422 |ref|NR_028724.1 
JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacter 
acteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracac 
948468 948547 1 80 gi| 265678413 |ref|NR_028715.1 
bosomal RNA, partial sequence 947973 94948 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
950029 950108 1 80 gi|265678412|ref|NR_028714.1 
bosomal RNA, partial sequence 949535 95104 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
951588 951667 1 80 gi|265678411|ref|NR_028713.1 
bosomal RNA, partial sequence 951100 95259 
etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
953139 953218 1 80 gi|265678410|ref|NR_028712.1 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma! 
976155 976234 1 80 gi| 265678393 |ref|NR_028695.1 
ibosomal RNA, partial sequence 975693 97713 
hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
1037283 1037362 1 80 gi|265678353|ref|NR_028655.1 
bosomal RNA, partial sequence 1036784 10382 
etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
1046546 1046625 1 80 gi| 265678347 |ref|NR_028649.1 
ain BLx 16S ribosomal RNA, partial sequence 1046039 104752 
teria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 
1075077 1075156 1 80 gi| 265678327 |ref|NR_028629.1 
ain Mb8 16S ribosomal RNA, partial sequence 1074605 107593 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
dococcus. 
1118808 11189111 104 gi| 228716249 |ref|NR_027549.1 
bosomal RNA, partial sequence 1118333 11198 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
1162691 1162786 1 96 gi|228720981|ref|NR_027600.1 


Meiothermus silvanus 


DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiothermus silvanus DSM 9946 Bacteria; 


Deinococcus-Therm 


us; Deinococci; Thermales; Thermaceae; 


Meiothermus. 


205676 Bacteria_16S 
ATCC 43969 
Bacteria; 
205676 Bacteria_16S 
ATCC 29909 
Bacteria; 
205676 Bacteria_16S 
ATCC 33641 
Bacteria; 
205676 Bacteria_16S 
ATCC 43970 
Bacteria; 
205676 Bacteria_16S 


13501 16S ribosomal RNA, 


Proteobacteria; 
205676 Bacteria_16S 


tataouinensis TTB310 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Bu 


TTB310 Bacteria; 
205676 Bacteria_16S 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


1185382 1185485 1 


1186893 1186996 1 


1188404 1188507 1 


1189915 1190018 1 


1192953 1193032 1 


1197615 1197694 1 


1220104 1220183 1 


complete sequence 
Betaproteobacteria; 


104 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


104 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


104 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


104 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


80 


80 


80 


gi 


1192457 1193978 
Burkholderiales; Alcaligenaceae; 


gi 


gi 


acteriales; 


228715722 


228715504 
11971 


219878362 


strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 12211 


Firmicutes; 
205676 Bacteria_16S 
strain AM1114 16S 
Firmicutes; 
205676 Bacteria_16S 


strain UR/MT95 16S ribosomal RNA, partial sequence 


Proteobacteria; 
205676 Bacteria_16S 


Lactobacillales; 


1223148 12232271 


Clostridiales; 
1266926 1267029 1 


1270034 1270137 1 


80 


ribosomal RNA, partial sequence 
Clostridia; 


104 


104 


Carnobacteriaceae; Allofustis 


gi 


219878346 


1222664 12241 
Clostridiaceae; 


gi 
12 


gi 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial 


ishimotonii Bacteria; 
Desulfonema. 
205676 Bacteria_16S 
sarecensis strain 
Bacteria; 
205676 Bacteria_16S 
strain LMG 20598 
Proteobacteria; 

205676 Bacteria_16S 


metallidurans strain CH34 16S ribosomal RNA, 
metallidurans CH34 Bacteria; 


Cupriavidus. 
205676 Bacteria_16S 


Proteobacteria; 


1275836 1275915 1 


1283276 1283355 1 


1338134 1338236 1 


1359401 1359480 1 


Proteobacteria; 


80 


80 


104 


80 


Deltaproteobacteria; 


gi 


LV4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


gi 


gi 


219846423 
66430 12679 


219846400 


sequence 


219846179 
12753 


219846066 


16S ribosomal RNA, partial sequence 1282800 12842 
Betaproteobacteria; Burkholderiales; Bu 


228721484 


partial sequence 
Betaproteobacteria; 


228720024 


Bordetell 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Hal 


ref 


ref 


Ent 


Ent 


Ent 


31 1198567 Ramli 
rkholderiales; 


1269526 127096 
Desulfobac 


63 1276810 Chromo 


83 Burkholderia 
rkholderiaceae 


1337638 133913 
Burkholderiales; 


thailandensis strain E264 16S ribosomal RNA, 


thailandensis E26 
Burkholderia; pse 


205676 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


205676 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


205676 Bacteria_16S 


strain 0S145 16S 


Proteobacteria; G 


205676 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


205676 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


205676 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


205676 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


205676 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


4 Bacteria; Proteobacteria; 
udomallei group. 

1373041 1373120 1 80 

S ribosomal RNA, partial sequence 


gi 


1376134 1376213 1 80 gi 
CJ2 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


1456424 1456503 1 80 gi 


1468418 1468497 1 80 
ribosomal RNA, partial sequence 


gi 


205676 Bacteria_16S 


1471499 1471578 1 80 gi 


partial sequence 
Betaproteobacteria; 


228717983 
1372563 13740 
etaproteobacteria; Burkholderiales; Burkholderiaceae 
228717818 
13756 


1404010 14055 
eltaproteobacteria; Myxococcales; Nannocystineae; 
224581416 
EY3918 16S ribosomal RNA, partial sequence 14559 
acteria; Betaproteobacteria; Burkholderiales; Alcali 
224581407 
1467942 14694 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zo 
224581405 


piechaudii strain EY3860 16S ribosomal RNA, partial sequence 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


Burk 


ref 


ref 


teobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae 
1382064 1382143 1 80 gi|228717104|ref|NR_027560.1 
ribosomal RNA, partial sequence 1381574 13830 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
1386627 1386706 1 80 gi|228716754|ref|NR_027555.1 
ribosomal RNA, partial sequence 1386182 1387616 Burkholderia 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
1388142 13882211 80 gi|228716720|ref|NR_027554.1 
ribosomal RNA, partial sequence 1387667 1389146 Burkholderia 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
1404518 1404597 1 80 gi|219857153|ref|NR_024781.1 


Ha 
ref 


ref 


1358923 136041 


50 Burkholderia 


65 1377116 Polaro 


66 1457283 Achrom 


NR_027546.1 


NR_027545.1 


NR_027544.1 


NR_027543.1 


NR_027537.1 


Bordetella. 
NR_027534.1 


Comamonadac 
NR_025501.1 


NR_025485.1 


NR_026014.1 


; Massilia. 
NR_025991.1 


terales; Des 


NR_025769.1 


omonadaceae; 
NR_025656.1 


; Burkholder 
NR_027607.1 


NR_027587.1 
holderiales; 
NR_027569.1 


; Burkholder 
NR_027567.1 


liangiaceae; 
NR_027197.1 


genaceae; Ac 
NR_027188.1 


ogloea. 


ref 


a hinzii LMG 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 
erobacteriaceae; 


Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 
erobacteriaceae; 


Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 
erobacteriaceae; 


Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 
Enterobacteriac 


eae; Yersinia. 
Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 


bacter tataouinensis 


eae; Ramlibacter. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 
Caminicella. 


Massilia timonae 


23 Massilia timonae Bacteria; 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Burkholderia hospita 


hospita Bacteria; 


ia. 

Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Burkholderia 
0 Burkholderia 


Burkholderiaceae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 

Polaromonas 

monas naphthalenivorans 

; Polaromonas. 
Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Achromobacter 
obacter ruhlandii 
hromobacter. 

Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


NR_027186.1 


Achromobacter 


1471041 1472361 Achromobacter 


205676 Bacteria_16S 1533393 1533472 1 80 gi 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteri 


Burkholderia; Burkholderia cepacia complex. 

205676 Bacteria_16S 1545633 15457121 80 
strain KMM 231 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
205676 Bacteria_16S 1547147 1547226 1 80 
strain KMM 227 16S ribosomal RNA, partial sequence 


gi 


I 
gi 


1545151 15466 


1546665 15481 


219857425 
sequence 
a; 


219857261 


diomarinac 
219857260 


Burkhol 


ref|NR_025013.1 
1532915 153432 
deriales; Burkho 


Burkholderia 
2 Burkholderia 
lderiaceae; 


ref|NR_024892.1| Idiomarina zobellii 
14 Idiomarina zobellii Bacteria; 
eae; Idiomarina 
ref|NR_024891.1| Idiomarina abyssalis 
29 Idiomarina abyssalis Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

205676 Bacteria_16S 1548652 15487311 80 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

205676 Bacteria_16S 1551586 1551665 1 80 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

205676 Bacteria_16S 1622854 1622933 1 80 gi|219878461|ref|NR_025600.1| Sutterella 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 1622384 1623838 Sutterella 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella. 
205676 Bacteria_16S 1755500 1755579 1 80 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 


strain KMM 1376 1 


6S ribosomal RNA, partial sequence 1755010 17565 


23 Halomonas halocynthiae Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

205676 Bacteria_16S 1766043 1766122 1 80 gi|219878360|ref|NR_025499.1| Alkalilimnicola 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
205676 Bacteria_16S 1835867 18359701 104 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

205676 Bacteria_16S 1846700 1846803 1 104 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

205676 Bacteria_16S 1861763 1861842 1 80 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

205676 Bacteria_16S 1863270 1863349 1 80 gi|219878292|ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
205676 Bacteria_16S 1864852 1864931 1 80 gi|219878291|ref|NR_025430.1]| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

205676 Bacteria_16S 1897205 1897284 1 80 gi|219878265|ref|NR_025404.1| Bordetella trematum 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

205676 Bacteria_16S 1898747 1898826 1 80 gi|219878264|ref|NR_025403.1| Brackiella oedipodis 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Brackiella oedipodis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 

205676 Bacteria_16S 1946995 1947074 1 80 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

205676 Bacteria_16S 1965245 1965324 1 80 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

205676 Bacteria_16S 1989780 1989883 1 104 gi|219878202|ref|NR_025341.1| Serratia 
proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Serratia. 

205676 Bacteria_16S 1991328 1991431 1 104 gi|219878201|ref|NR_025340.1| Serratia grimesii 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

205676 Bacteria_16S 1992871 1992974 1 104 gi|219878200|ref|NR_025339.1| Serratia fonticola 
strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

205676 Bacteria_16S 1994419 1994522 1 104 gi|219878199|ref|NR_025338.1| Serratia entomophila 
strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

205676 Bacteria_16S 1995954 1996057 1 104 gi|219878198|ref|NR_025337.1| Rahnella aquatilis 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahnella. 
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205676 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


strain ATCC 13313 
Proteobacteria; G 


205676 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


205676 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


rochaetales; 
205676 Bacteria_16S 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; 
hermoanaerobacterium. 


2835482 2835561 1 80 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2849246 2849325 1 80 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2861661 2861740 1 80 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2883534 2883613 1 80 gi 


s 
ri 
2 
ak 
a; 
ridia; Thermoanaerobacterales; Thermoa 
2931986 2932065 1 80 gi 
ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 
2947206 2947309 1 104 gi 

S ribosomal RNA, partial sequence 


ammaproteobacteria; Enterobacteriales; 
2997259 2997338 1 80 gi 


E 


ammaproteobacteria; Acidithiobacillale 
3013986 3014065 1 80 gi 
ribosomal RNA, complete sequence 


Ss; 


rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3050372 3050451 1 80 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


eq 
id 


s 
te 


3077468 3077547 1 80 gi 
MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
3110479 3110558 1 80 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3116613 3116692 1 80 gi 
star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ue 


’ 


eq 
tr 


ue 
a; 


3149649 3149728 1 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3172532 31726111 80 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3243932 32440111 80 gi 


80 gi 
eq 
a; 


ma 


1 
acteria; ct 


rio. 


Proteobacteria; Deltaproteoba 


3269369 3269448 1 
ribosomal RNA, 


80 
complete sequence 


gi 


pt 
3270936 3271039 1 104 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3272474 3272577 1 104 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3318113 3318208 6 101 gi 
ribosomal RNA, partial sequence 
Spirochaetaceae; 

3322655 33227341 80 


E 


E 


Spirochaet 
gi 
al 
Thermoanaer 


Firmicutes; Clostridia; 


205676 Bacteria_16S 


219856900 
en 
ri 

219856891 


ia; 


219856869 
16S ribosomal RNA, partial sequence 2883064 28845 
erobacte 
219856835 
se 


na 


219846925 
16S ribosomal RNA, partial sequence 2996783 29982 


219846914 
3013492 30150 


219846888 


219846870 


219846848 


219846844 


219846822 
219846806 
3172065 31735 


219846758 


219846741 
3268876 32703 
etaproteobacteria; Burkholderiales; Le 


205676 Bacteria_16S 219846740 


219846739 
219846708 


3317638 33191 


219846704 


ce 28349 
ales; 


equence 


Burkhol 


quence 


nterobac 


Acidith 


uence 
iales; C 
equence 
ria; Des 


nce 
Burkhold 


uence 
idiales; 


nce 


Alterom 


uence 
Chromat 
tiaceae; 


sequence 
eria; De 


othrix. 


32704 
nterobac 


32719 
nterobac 
a. 


sequenc 
obactera 


Bu 


Burkh 
19856883 
sequence 


Oceanosp 
219856825 
2946729 29481 


ref |NR_024721.1 
rkholderiaceae; 
ref|NR_024710.1 

2848765 285026 
olderiales; 
ref|NR_024702.1 

2861171 286267 
deriales; 
ref |NR_024688.1 


raceae; Thermac 
ref|NR_024654.1 
2931509 293296 
irillales; Pseu 
ref|NR_024644.1 


teri 
ref 


aceae; Serr 
NR_026517.1 


ioba 
ref 


cillaceae; 
NR_026506.1 


3028583 30300 
ridiaceae; 

NR_026480.1 
6 


, 


3 


vibrionales 


ref|NR_026462.1 
3076975 307840 
eriales; Burkhol 
ref|NR_026440.1 
3110031 311146 
Peptococcaceae; 
ref|NR_026436.1 
3116131 311762 
onadales; Psychr 


ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
ref |NR_026398.1 


Thiorhodococcu 
ref|NR_026350.1 

3243444 324494 
sulfovibrionale 


ref |NR_026333.1 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref|NR_026300.1 


ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


3350006 3350085 1 80 gi 


219846684 


92 2836452 Burkho 


Coma: 


Comamo 


d 


s: 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 
e 


togenium. 
Pseudospirillum 

7 Pseudospirillum 

ospirillum. 

Serratia rubidaea 


70 Serratia rubidaea Bacteria; 
a 


tia. 
Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

3018425 3018504 1 80 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
mal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
ci; Thermales; Thermaceae; Thermus. 

3029047 3029126 1 80 gi|219846904|ref|NR_026496.1| Anaerobacter 


8 Anaerobacter 


Anaerobacter. 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Psychromonas 

9 Psychromonas 
omonadaceae; 


Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Ss. 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
La. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


ref |NR_026276.1 


Paucimonas lemoignei 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 


205676 Bacteria_16S 
marismortui strai 
marismortui Bacte 


Chromohalobacter. 


205676 Bacteria_16S 


marinum DSM 5261 
Proteobacteria; 


Nocardiaceae; 


strain DSM 6984 1 
Proteobacteria; 


Proteobacteria; 


strain ATCC 15712 
Bacteria; 


strain P-172-71 1 
Proteobacteria; 
Proteobacteria; 
Proteobacteria; 
strain 18323 16S 


Proteobacteria; 


parapertussis Bac 


205676 Bacteria_16S 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial 
bronchiseptica Bacteria; Proteobacteria; Betaproteobact 
205676 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; 


strain SS-1 16S r 
Proteobacteria; B 


205676 Bacteria_16S 


strain ATH 2.2.1 


Proteobacteria; B 


205676 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


205676 Bacteria_16S 


strain CL-SP19 16 
Proteobacteria; 


strain R22 16S ri 
Proteobacteria; G 


205676 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
205676 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


G 
205676 Bacteria_16S 
strain DSM 4954 1 


B 
205676 Bacteria_16S 
strain 106 16S ri 
B 
205676 Bacteria_16S 
cellobioparum str 
cellobioparum Bac 
205676 Bacteria_16S 


Proteob 
205676 Bacteria_16S 


G 
205676 Bacteria_16S 
strain 34-P 16S r 
B 
205676 Bacteria_16S 
strain PS-1 16S r 
G 
205676 Bacteria_16S 


B 
205676 Bacteria_16S 
parapertussis strain 522 16S ribosomal RNA, partial seq 


G 
205676 Bacteria_16S 


G 
205676 Bacteria_16S 


3385226 3385305 1 80 gi|219846659|ref|NR_026251.1| Chromohalobacter 
n ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
ria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
3388211 3388290 1 80 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 
3475435 3475514 1 80 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 


3476962 3477041 1 80 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3522410 3522513 1 


al 
e; 
104 gi 
etaproteobacteria; Rhodocyclales; Rhod 
3556214 3556293 1 80 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3594175 3594278 1 104 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3667137 3667240 1 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3694420 3694523 1 104 gi 


Oc 


Oc 


1 
di 


ct 


ammaproteobacteria; Pasteurellales; Past 
3794569 3794648 1 80 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3797615 3797694 1 80 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3803648 3803727 1 80 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3805162 3805241 1 80 gi 


ma. 


ci 


ca 


ue 
teria; Proteobacteria; Betaproteobacteri 
3806676 3806755 1 80 gi 
s 
er 
3835524 3835603 1 80 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3853738 3853817 1 80 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3961302 3961381 1 80 gi 


gi 


H 


pt 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
4010092 4010171 1 80 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
4026702 4026805 1 104 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


di 


di 


eq 
ri 


4028241 4028320 1 80 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 


gi 


he 


ne 


ale 


eri 


eur 


mon 


ric 


lig 


nce 
a; 


equ 
ia; 


alo: 


oth 


oma. 


oma 


uen 
a; 


205676 Bacteria_16S 


strain ATCC 15466 


4037450 4037529 1 80 gi 
16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
205676 Bacteria_16S 
marinonascens str 
marinonascens Bac 
Rho 
205676 Bacteria_16S 


bacterin 
219846591 
sequenc 
Actinomycet 


219846561 
6S ribosomal RNA, partial sequence 3521933 35234 
yclaceae 
219846538 
3555718 35572 
yclaceae 
219846512 
sequence 


ss ¢L 


219846459 


36666 
ales; 


219846441 
6S ribosomal RNA, partial sequence 3693916 36953 


ellac 


219846367 
3794096 37955 


adace 


219846364 
3797117 37986 


ketts 


219846360 
3803146 38046 


enace 


219846359 


Burkh 


219846358 


ence 


Burk 
219846338 
3835060 38365 


monad 


219846326 
3853246 38547 


rix. 


219846251 
16S ribosomal RNA, partial sequence 3960828 39622 


etaproteobacteria; Burkholderiales; Rubrivivax. 
3964312 3964391 1 80 gi| 219846249 

ribosomal RNA, partial sequence 3963836 39652 

etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
3983215 3983294 1 80 gi| 219846236 


3982735 39841 


rinac 


219846216 
4009610 40110 


rinac 


219846205 


ce 
Desul 


219846204 
4027757 40292 
wanellac 
219846198 


40370 


Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 


47 Rhodococcus globerulus Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref |NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 

ales; Corynebacterineae; 


ref|NR_026153.1| Thauera aromatica 
32 Thauera aromatica Bacteria; 
; Thauera. 
ref|NR_026130.1| Zoogloea ramigera 
47 Zoogloea ramigera Bacteria; 
+ Zoogloea. 
ref|NR_026104.1 
3593717 359520 
ostridiaceae; Cl 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriaceae; Brenneria. 
ref|NR_026032.1| Pasteurella aerogenes 
20 Pasteurella aerogenes Bacteria; 
eae. 
ref|NR_025958.1|] Polaromonas vacuolata 
49 Polaromonas vacuolata Bacteria; 
ae; Polaromonas 
ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 
ref|NR_025951.1| Bordetella pertussis 
09 Bordetella pertussis Bacteria; 
ae; Bordetella. 
NR_025950.1 
2 
riales; Alca 
NR_025949.1 
3806174 380763 
holderiales; Alcaligenaceae; Bordetella. 
ref|NR_025928.1|] Halomonas halodurans 
33 Halomonas halodurans Bacteria; 
aceae; Halomonas. 
ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 

Brenneria salicis 
ria salicis ATCC 15712 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 


ref|NR_025841.1| Rubrivivax gelatinosus 
78 Rubrivivax gelatinosus Bacteria; 


ref|NR_025839.1| Rhodocyclus tenuis 

95 Rhodocyclus tenuis Bacteria; 

; Rhodocyclus. 

ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 

eae; Idiomarina. 

ref|NR_025806.1| Idiomarina ramblicola 
68 Idiomarina ramblicola Bacteria; 

eae; Idiomarina. 

ref|NR_025795.1| Desulfatibacillum 


4026183 40277 
fobacterales; D 


0 
e 


6 Desulfatibacillum 
sulfobacteraceae; 


ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 

eae; Shewanella 
ref|NR_025788.1| Thiomonas intermedia 
01 4038390 Thiomonas intermedia Bacteria; 


205676 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


205676 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


205676 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


205676 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


205676 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
205676 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; B 


205676 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


205676 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


205676 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


205676 Bacteria_16S 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


205676 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


205676 Bacteria_16S 


lactatifermentans 
lactatifermentans 


205676 Bacteria_16S 


strain Y10-2 16S 
Bacteroidetes; Fl 


205676 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; G 


205676 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


205676 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


205676 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


205676 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


205676 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


205676 Bacteria_16S 


strain HO14 16S r 
Spirochaetes; Spi 


205676 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


205676 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


205676 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


4056904 4056983 1 80 gi 
TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 
4059947 4060026 1 80 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
4081275 4081354 1 80 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
4094901 4095004 1 104 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
4165151 4165254 1 104 gi 
CV2803 16S ribosomal RNA, parti 
a; Proteobacteria; Deltaproteob 


strain 
Bacteri 


4175814 4175893 1 
6S ribo 
etaproteobacteria; 
4177299 4177378 1 
LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 
4189543 4189622 1 80 gi 
n K14 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteo 


80 gi 


Burkholderiales; Al 
80 gi 


s strai 
s Bacte 


4194141 41942201 80 gi 
etaproteobacteria; Burkholderiales; Al 
4206075 4206154 1 80 gi 
train ALEN 2 16S ribosomal RNA, partia 


acteria; Proteobacteria; Gammaproteoba 


4209097 4209200 1 104 gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
4219838 4219917 1 80 gi 
strain G17 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
4227375 4227490 1 116 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 

4245434 4245537 1 104 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
39688 39778 1 91 gi 
F-2 16S ribosomal RNA, complete seque 
tes; Bacillales; Staphylococcus. 
143047 143161 1 115 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
224174 224260 7 93 gi 


Flavoba 
gi 


gi 


ridia; Clostridiales; Peptococcaceae; 

280253 280343 1 91 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


303020 303096 1 77 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
310705 310779 6 80 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
312236 312326 1 91 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
484717 484791 6 80 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 


gi 


4080799 40 


4094388 40 


219846182 
nce 40564 
nadales; 
219846180 
al sequenc 
ria; Burkh 
219846165 
822 
pidimonas. 
219846156 
957 
Desulfoba 
219846104 
al sequenc 
acteria; D 


219846096 


somal RNA, partial sequence 4175338 41767 


caligenace 
219846095 
quence 
Burkholde 
219846083 
1 sequence 
bacteria; 


219846079 


6S ribosomal RNA, partial sequence 4193672 41950 


caligenace 
219846071 
1 sequence 
cteria; Ch 


219846069 
nce 42085 
illus. 

219846061 
sequence 
stridiales 
219846050 


4226906 42283 


cteriaceae 
219722938 


4244934 42463 


Enterobac 
265679037 
nce 39179 


265678967 


142594 14403 


; Desulfur 
265678913 


16S ribosomal RNA, partial sequence 223682 22507 


Peptococcu 
265678873 
quence 
teria; Des 


265678858 


302503 30397 


elotrichac 
265678853 


310195 31168 


; Borrelia 
265678852 
equence 

ylococcus. 
265678728 
ete sequen 
es; Spiroc 


665758 665848 1 91 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 


265678605 


eae; Pelos 


Alter 


ref|NR_025772.1 
29 4057918 Microb 

omonadaceae; 
ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025755.1 


ref|NR_025746.1 
cteraceae; Desul 
ref |NR_025694.1 
e 4164674 416611 
esulfobacterales 


ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025673.1 
189049 419056 


Burkholderiales; 


rs 


ref|NR_025669.1 
ae; Kerstersia. 
ref|NR_025661.1 

4205616 420703 
romatiales; Ecto 


ref|NR_025659.1 
91 4210111 Lentib 


ref|NR_025651.1 

4219342 422083 
; Clostridiaceae 
ref|NR_025640.1 
; Be 
ref 


quorivita. 
NR_024570.1 


teriaceae; Esche 
ref |NR_029345.1 
40723 Staphy 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref|NR_029221.1 


s. 
ref|NR_029179.1 

279814 281221 
ulfuromonadales; 


ref|NR_029164.1 
eae. 
ref|NR_029159.1 
bur 
ref 
3 


gdorferi gro 
NR_029158.1 
11738 313264 


ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Duganella 
7 Duganella 
obacteraceae; Duganella. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 
Achromobacter spanius 
spanius Bacteria; 
r. 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Lentibacillus 
acillus salicampi 


Clostridium 
8 Clostridium 
Clostridium. 
Aequorivita lipolytica 


v 


27 Aequorivita lipolytica Bacteria; 


Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Staphylococcus 
lococcus condimenti 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Peptococcus niger 


4 Peptococcus niger Bacteria; 


Geobacter 
Geobacter 
Geobacteraceae; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Staphylococcus 
Staphylococcus 


Spirochaeta 
Spirochaeta 
chaeta. 


ref|NR_028910.1 


pora. 


Pelospora glutarica 


665236 666735 Pelospora glutarica Bacteria; 
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205676 Bacteria_16S 
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205676 Bacteria_16S 
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Spirochaetes; Spi 


205676 Bacteria_16S 
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Firmicutes; Erysi 


205676 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


205676 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


205676 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


205676 Bacteria_16S 


strain JB-A2 16S 


Proteobacteria; G 


205676 Bacteria_16S 


strain 1480D 16S 


685286 685400 1 115 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
700500 700590 1 91 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus. 
792580 792654 6 80 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

814069 814155 7 93 


ac 


Spirocha 
gi 


e 
acteria; Gammaproteobacteria; Thiotric 
862663 862737 6 80 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
900516 900602 7 93 gi 
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acteria; Gammaproteobacteria; Thiotric 
925311 925425 1 115 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
940665 940767 1 103 gi 


el 


e 
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1000819 1000905 7 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1006854 1006944 1 91 gi 
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ci 


265678592 
ce 


265678582 
699985 70142 


265678517 
792094 79356 
eta. 

265678503 


hales; 
265678470 
862181 86365 


265678444 
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265678428 
924822 92631 
Desulfoba 
265678418 
6S ribosomal RNA, partial sequence 940206 94166 


265678377 
1000320 10017 


265678373 
1006359 10077 


ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref |NR_028887.1 
2 Paenibacillus 


68477 
terales; 


ref|NR_028820.1 


ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref|NR_028773.1 


81355 
Pis 


otrichaceae; Bulleidia. 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiacea 


ref |NR_028730.1 


90001 
Pis 


cteraceae; Desul 
ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinophag 
ref |NR_028679.1 


nophagac 


iace 
ref 


ricketts ae; Thiomicr 


NR_028675.1 


e: 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 

Paenibacillus odorifer 
odorifer Bacteria; 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Bulleidia extructa 


v 


9 Bulleidia extructa Bacteria; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Desulfofaba gelida 


’ 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 1168753 1168827 6 80 gi| 228719827 |ref|NR_027585.1| Spirochaeta 

smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 

11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

205676 Bacteria_16S 1318267 1318357 1 91 gi|228715349|ref|NR_027521.1| Staphylococcus 

schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 1319809 1319899 1 91 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 

subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 

capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 1321351 13214411 91 gi| 228715346 |ref|NR_027518.1| Staphylococcus 

carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 

carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 1418117 1418191 6 80 gi|224581446|ref|NR_027228.1| Helcococcus ovis 


strain s840-96-2 
Firmicutes; Clost 


205676 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


205676 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


205676 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


205676 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


205676 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


205676 Bacteria_16S 
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micronuciformis B 


205676 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


205676 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


205676 Bacteria_16S 
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Firmicutes; Clost 


ridia; Clostridiales; Clostridiales Fami 
1433542 1433632 1 91 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 
1808471 1808561 1 91 
n CMS 26o0r 16S ribosomal RNA, 
ria; Firmicutes; Bacillales; 
1883267 1883357 1 


gi 
partial 
Planococc 
91 gi 


se 
ac 


ridia; Clostridiales; Veillonellaceae; 
2038296 2038386 1 91 gi 


s 


lales; Bacillaceae; Virgibacillus. 

2070649 2070739 1 91 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2140546 2140636 1 91 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2225260 2225350 1 91 gi 
in AM141 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
2226821 22269111 91 gi 
AM49 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2337630 2337696 1 67 gi 


ue 
ci 


rt 
ri 


qu 
il 


nc 
ni 


16S ribosomal RNA, partial sequence 1417633 14190 


224581433 
1433051 14345 


219878330 
219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878169 


16S ribosomal RNA, partial sequence 2037802 20393 


219878143 


219857641 


219857582 


219857581 


219857503 


Incer 


ref 


ly XI. tae Sedis; H 


NR_027215.1 


ref|NR_025469.1 

1807983 180946 
nococcus. 
ref|NR_025416.1 


quence 
eae; Pla 


poromusa. 


ref|NR_025308.1 
07 Virgibacillus 


ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref |NR_025230.1 
ence 214009 
Veillonellaceae; 
ref|NR_025170.1 
2224766 222627 
Paenibacillus. 
ref|NR_025169.1 
e 2226329 2227839 Paenib 
bacillus. 


nce 
llaceae; 


ial sequ 
diales; 


ence 
laceae; 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Planococcus 
1 Planococcus 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Thermobacillus 
8 Thermobacillus 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Paenibacillus 

8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


ref |NR_025091.1 


ibosomal RNA, partial sequence 


ridia; Clostridiales; Heliobacteriaceae; 


Heliobacterium. 


Heliobacterium undosum 


2337153 2338651 Heliobacterium undosum Bacteria; 


205676 Bacteria_16S 2445625 2445715 1 91 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

205676 Bacteria_16S 2468429 2468515 7 93 gi| 219857404 |ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
205676 Bacteria_16S 2643116 2643206 1 91 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
205676 Bacteria_16S 2647726 2647812 7 93 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 


205676 Bacteria_16S 2679205 2679295 1 91 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

205676 Bacteria_16S 2694090 2694164 6 80 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

205676 Bacteria_16S 2739277 2739367 1 91 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 
205676 Bacteria_16S 2844603 2844677 6 80 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

205676 Bacteria_16S 2874148 2874238 1 91 gi|219856875|ref|NR_024694.1| Pullulanibacillus 


naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 


205676 Bacteria_16S 2909250 2909340 1 91 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 2910794 2910884 1 91 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 2913880 2913970 1 91 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 2915423 2915513 1 91 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 3017058 3017132 6 80 gi|219846912|ref|NR_026504.1| Orenia salinaria 


strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 


205676 Bacteria_16S 3072960 3073050 1 91 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

205676 Bacteria_16S 3160475 3160565 1 91 gi|219846815|ref|NR_026407.1| Desulfuromonas 


thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
205676 Bacteria_16S 3280048 3280140 1 93 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 
strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
205676 Bacteria_16S 3315064 3315138 6 80 gi|219846710|ref|NR_026302. Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
205676 Bacteria_16S 3316590 3316664 6 80 gi| 219846709 |ref|NR_026301. Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
205676 Bacteria_16S 3362448 3362538 1 91 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 
205676 Bacteria_16S 3363969 3364039 7 77 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 
205676 Bacteria_16S 3489141 3489255 1 115 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

205676 Bacteria_16S 3501113 3501191 1 79 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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gi| 219846332 


3844228 38456 


219846315 
sequence 


gi 


219846305 
sequence 


gi 


gi|219846284 


3914434 39158 
Borrelia 


gi| 219846283 


3915851 3917216 Borre 
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37043 
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Campyl 


De 


ref|NR_026077.1| Geobacter pelophilus 
35 Geobacter pelophilus Bacteria; 
raceae; Geobacter. 

ref|NR_026024.1| Prosthecobacter 

51 3705819 Prosthecobacter fusiformis 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_026023.1| Prosthecobacter 

70 3707337 Prosthecobacter debontii 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_026022.1| Prosthecobacter 

88 3708856 Prosthecobacter vanneervenii 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_026021.1] Prosthecobacter 

07 3710374 Prosthecobacter dejongeii 
Verrucomicrobiaceae; Prosthecobacter. 
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lactis Bacteria; 


ref|NR_025739.1 
11 Paenibacillus 


205676 Bacteria_16S 26224 26313 1 90 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 55056 55145 1 90 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

205676 Bacteria_16S 187274 187363 1 90 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 210383 210472 1 90 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 319638 319711 7 80 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
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gi 
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gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
651676 653112 Clostridium uliginosum Bacteria; 
Clostridium. 
gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Moraxella. 
gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 


52 Rheinheimera pacifica Bacteria; 
Rheinheimera. 


16S 1706712 1706801 1 90 gi|219878403|ref|NR_025542.1] Clostridium diolis 
bosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 

ridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 1708268 1708357 1 90 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 


61 Rheinheimera baltica Bacteria; 
Rheinheimera. 
ref |NR_025531.1 
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205676 Bacteria_16S 2088996 2089069 7 


Soel 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 
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Proteobacteria; 
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80 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Sinobacteraceae; Nevskia. 
104 gi|219878115|ref|NR_025254.1| Alkanindiges 
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Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
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ribosomal RNA, partial sequence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


205676 Bacteria_16S 2339180 2339297 1 118 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
205676 Bacteria_16S 2598572 2598648 1 qs gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 


strain SMCC W459 
Firmicutes; Clostridia; Clostridiales; 
205676 Bacteria_16S 3443320 34434177 
baumannii strain 
baumannii Bacteri 
205676 Bacteria_16S 
thermopalmarium s 
thermopalmarium Bacteria; 
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ammaproteobacteria; Legionellales; 
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cl 
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80 gi 
ba 


Gammaproteobacteria; 
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Coxie 
gi 


80 


ete sequ 


4067035 40685 
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4068567 40700 


m. 
ref 
ence 
Ocea 
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nospirillal 
4|ref|NR_025764.1 
icella. 


NR_025763.1 


Aqu 
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e 


55 Desulfotomaculum putei Bacteria; 


Peptococcaceae; Desulfotomaculum. 
104 gi|219846614|ref|NR_026206.1| Acinetobacter 
complete sequence 3442841 3444299 Acinetobacter 
; Pseudomonadales; Moraxellaceae; Acinetobacter. 
102 gi|219846520|ref|NR_026112.1| Clostridium 
equence 3582883 3584385 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
90 gi|219846513|ref|NR_026105.1| Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
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6 3893166 Halomonas 
s; Halomonadaceae; 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

205676 Bacteria_16S 13955 14047 1 93 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

205676 Bacteria_16S 18555 18655 1 101 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

205676 Bacteria_16S 70132 70200 1 69 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

205676 Bacteria_16S 81979 82067 1 89 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

205676 Bacteria_16S 127871 127959 1 89 gi|265678977|ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

205676 Bacteria_16S 386405 386489 7 91 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
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ref|NR_028975.1| Corynebacterium 
quence 572888 574399 Corynebacterium 
tinomycetales; Corynebacterineae; 
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solituus oleivorans 


16S 664179 664255 1 77 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
n NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
16S 676386 676454 1 69 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 


mobile Bacteria; 


nergistia; Synergistales; Synergistaceae; Anaerobaculum. 

16S 699063 699141 1 79 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 
ibosomal RNA, partial sequence 698584 699934 Thiocystis violascens Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

16S 763319 763395 1 77 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

16S 764899 764979 1 81 gi|265678536|ref|NR_028840.1| Mitsuokella 

n M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
tes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

16S 812534 812602 1 69 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 

16S 937573 937661 1 89 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 

a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

16S 967031 967107 1 77 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
osomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

16S 977592 977668 1 77 gi|265678392|ref|NR_028694.1| Herpetosiphon 

n GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 

ria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

16S 979094 979170 1 77 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 
ibosomal RNA, partial sequence 978631 980048 Lewinella cohaerens Bacteria; 

hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
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otomaculum acetoxidans 
omaculum. 
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Aminobacterium 
acterium colombiense DSM 
acterium. 
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Halomonas axialensis 


1212209 1213646 Halomonas axialensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


205676 Bacteria_16S 1292391 1292467 1 77 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

205676 Bacteria_16S 1385116 1385204 1 89 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans 0OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

205676 Bacteria_16S 1430456 1430524 1 69 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 

205676 Bacteria_16S 1442815 1442883 1 69 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

205676 Bacteria_16S 1447423 1447499 1 77 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

205676 Bacteria_16S 1462352 1462428 1 77 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

205676 Bacteria_16S 1463889 1463965 1 D4 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

205676 Bacteria_16S 1504679 1504755 1 a4 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

205676 Bacteria_16S 1512142 15122101 69 gi|219878127|ref|NR_025266.1| Histophilus somni 
strain 8025 16S ribosomal RNA, partial sequence 1511717 1513077 Histophilus somni Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 

205676 Bacteria_16S 1607833 1607921 1 89 gi|219878471|ref|NR_025610.1| Shewanella 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 1608812 Shewanella 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

205676 Bacteria_16S 1633463 1633579 1 117 gi|219878454|ref|NR_025593.1| Oceanisphaera 
litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 
205676 Bacteria_16S 1715851 1715951 1 101 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

205676 Bacteria_16S 1718927 1719027 1 101 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

205676 Bacteria_16S 1741752 1741820 1 69 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

205676 Bacteria_16S 1747855 1747935 1 81 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

205676 Bacteria_16S 1753941 1754029 1 89 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

205676 Bacteria_16S 1757071 1757147 1 77 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

205676 Bacteria_16S 1767527 1767607 1 80 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

205676 Bacteria_16S 1784067 1784143 1 77 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

205676 Bacteria_16S 1787119 1787190 8 80 gi|219878344|ref|NR_025483.1| Halorhodospira 
neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 1786631 1787986 Halorhodospira 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Halorhodospira. 
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Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


Bacil 
205676 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteob 
205676 Bacteria_16S 


Synergistia; 


2447132 24472201 89 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
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205676 Bacteria_16S 2682279 2682359 1 81 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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205676 Bacteria_16S 3277020 3277112 1 93 gi|219846736|ref|NR_026328.1| Acetobacterium 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

205676 Bacteria_16S 3287645 3287729 7 91 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 

205676 Bacteria_16S 3319627 3319703 1 77 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

205676 Bacteria_16S 3353069 3353145 1 77 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

205676 Bacteria_16S 3360882 3360950 1 69 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

205676 Bacteria_16S 3419891 3419979 1 89 gi|219846631|ref|NR_026223.1| Pseudoalteromonas 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

205676 Bacteria_16S 3421369 3421457 1 89 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

205676 Bacteria_16S 3422853 3422941 1 89 gi|219846629|ref|NR_026221.1| Pseudoalteromonas 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

205676 Bacteria_16S 3424336 3424424 1 89 gi|219846628|ref|NR_026220.1| Pseudoalteromonas 
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205676 Bacteria_16S 4052427 4052515 1 89 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

205676 Bacteria_16S 4096302 4096402 1 101 gi|219846155|ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

205676 Bacteria_16S 4123556 41236241 69 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

205676 Bacteria_16S 4169632 4169708 1 77 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

205676 Bacteria_16S 4191092 4191168 1 77 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

205676 Bacteria_16S 4213694 4213782 1 89 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

205676 Bacteria_16S 4215248 4215336 1 89 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

205676 Bacteria_16S 10826 10929 1 104 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

205676 Bacteria_16S 33901 33980 1 80 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
205676 Bacteria_16S 83570 83649 1 80 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

205676 Bacteria_16S 86597 86676 1 80 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

205676 Bacteria_16S 100357 100436 1 80 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

205676 Bacteria_16S 112546 112625 1 80 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

205676 Bacteria_16S 121869 121948 1 80 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
205676 Bacteria_16S 152112 152191 1 80 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 199486 199565 1 80 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

205676 Bacteria_16S 201078 201152 6 80 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

205676 Bacteria_16S 204164 204243 1 80 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

205676 Bacteria_16S 244216 244295 1 80 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

205676 Bacteria_16S 262099 262178 1 80 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
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Paenibacillus 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Gordonia 
Gordonia 
nebacterineae; 


Paenibacillus 
Paenibacillus 

us. 

Anaeroglobus geminatus 


geminatus Bacteria; 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Paenibacillus 
acillus koreensis 


Thioalkalivibrio 
Thioalkalivibrio 


iorhodospiraceae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 
eae; 


e; Gordonia. 


ref |NR_028708.1 


Geobacillus 


caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


205676 Bacteria_ 
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205676 Bacteria_ 


strain T-3 16S ri 
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205676 Bacteria_ 
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Bacil 
205676 Bacteria_16S 
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G 
205676 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 
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Proteobacteria; 


Desulfobacca. 


205676 Bacteria_16S 
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Bactero 
205676 Bacteria_16S 
aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 
205676 Bacteria_16S 


Bacteria; 


ATCC BAA-548 16S 


Bacteria; Lentisp 
205676 Bacteria_16S 
DSM 14365 16S rib 
Proteob 
205676 Bacteria_16S 


Bacteria; 


strain CBS 107.95 


Sp 


osomal RNA, partial sequence 


n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1061643 1061722 1 80 gi 
758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1109729 1109808 1 80 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 
Collinsella. 
1180927 1181042 1 116 
ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1209704 1209783 1 80 gi 
osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1262301 1262380 1 80 gi 
16S ribosomal RNA, partial sequence 


v 


gi 


ce 
iales; 
265678302 
sequence 
Coriobacte 


16S 959300 959379 1 80 gi| 265678405 |ref|NR_028707.1 
strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

16S 974684 974787 1 104 gi|265678394|ref|NR_028696.1 
bosomal RNA, partial sequence 974224 97564 

hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
16S 1008315 1008394 1 80 gi| 265678372 |ref|NR_028674.1 


1007814 10092 


lales; Bacillaceae; Bacillus. 

1011370 1011449 1 80 gi|265678370|ref|NR_028672.1 
ibosomal RNA, partial sequence 1010904 10123 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1026598 1026677 1 80 gi|265678360|ref|NR_028662.1 


uence 
ia; Syntro 
265678336 
10611 
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228717635 
1180467 11819 
Victivall 
228715350 
1209193 12106 
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219846681 


Nann 


12618 


1026088 10275 
phobacterales; 


9 
s 


ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_028604.1 

1109258 111072 
riales; Coriobac 
ref|NR_027565.1 
is. 
ref 


NR_027522.1 


ocystineae; Hali 
ref |NR_026273.1 
51 1263306 Dietzi 


Bacillus 
Bacillus 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Chitinophaga 

ophaga japonensis 

hitinophaga. 
Collinsella 

0 Collinsella 

terineae; 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Dietzia natronolimnaea 
a natronolimnaea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 
205676 Bacteria_16S 1265354 1265457 1 104 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 1350452 1350531 1 80 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
205676 Bacteria_16S 1403023 1403102 1 80 gi|219857444|ref|NR_025032.1| Pseudoalteromonas 
ulvae strain UL12 16S ribosomal RNA, partial sequence 1402605 1403959 Pseudoalteromonas ulvae 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

205676 Bacteria_16S 1435070 1435149 1 80 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

205676 Bacteria_16S 1524256 1524335 1 80 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

205676 Bacteria_16S 1667052 1667155 1 104 gi|219878430|ref|NR_025569.1| Escherichia albertii 
strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

205676 Bacteria_16S 1702216 1702295 1 80 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

205676 Bacteria_16S 1758593 1758672 1 80 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

205676 Bacteria_16S 1778047 1778126 1 80 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

205676 Bacteria_16S 1800712 1800791 1 80 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

205676 Bacteria_16S 1809970 1810049 1 80 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

205676 Bacteria_16S 1823815 1823894 1 80 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

205676 Bacteria_16S 1870944 1871023 1 80 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


strain 3S-1 16S r 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


1870444 1871975 Geobacillus vulcani Bacteria; 


205676 Bacteria_16S 1914860 1914939 1 80 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

205676 Bacteria_16S 1922576 1922655 1 80 gi|219878246|ref|NR_025385.1| Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

205676 Bacteria_16S 1942334 1942413 1 80 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

205676 Bacteria_16S 1966734 1966813 1 80 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

205676 Bacteria_16S 1968251 1968330 1 80 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

205676 Bacteria_16S 1975718 1975797 1 80 gi|219878211|ref|NR_025350.1| Desulfobacula 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 
205676 Bacteria_16S 1999038 1999141 1 104 gi|219878196|ref|NR_025335.1| Pragia fontium strain 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 

205676 Bacteria_16S 2000572 2000675 1 104 gi|219878195|ref|NR_025334.1| Obesumbacterium 
proteus strain 42 16S ribosomal RNA, partial sequence 2000096 2001585 Obesumbacterium proteus 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Obesumbacterium. 
205676 Bacteria_16S 2024705 2024784 1 80 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

205676 Bacteria_16S 2029241 20293201 80 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

205676 Bacteria_16S 2047682 2047761 1 80 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

205676 Bacteria_16S 2099604 2099683 1 80 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

205676 Bacteria_16S 2119439 2119518 1 80 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

205676 Bacteria_16S 2120909 2121012 1 104 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 

205676 Bacteria_16S 2122432 21225111 80 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

205676 Bacteria_16S 2170848 2170951 1 104 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

205676 Bacteria_16S 2173824 2173903 1 80 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

205676 Bacteria_16S 2232900 2232979 1 80 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

205676 Bacteria_16S 2266638 2266717 1 80 gi|219857555|ref|NR_025143.1| Geobacillus toebii 


strain SK-1 16S r 
Firmicutes; Bacil 


205676 Bacteria_16S 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


205676 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


ibosomal RNA, partial sequence 


2266147 22676 


205676 Bacteria_16S 
subterraneus strain 34 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


57 Geobacillus toebii Bacteria; 


tes; Bacillales; Bacillaceae; Geobacillu 


lales; Bacillaceae; Geobacillus. 

2286457 2286536 1 80 gi| 219857541 |ref|NR_025129.1 
train ARh 2 16S ribosomal RNA, partial sequence 2285990 228738 
acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 

2305993 2306072 1 80 gi|219857525|ref|NR_025113.1 
in ATCC BAA-173 16S ribosomal RNA, complete sequence 230551 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 

Tsukamurella. 
2312091 23121701 80 gi|219857521|ref|NR_025109.1 
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3 Thioalkalivibrio 
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205676 Bacteria_16S 
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80 


80 


DCB-M 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


80 


gi|219857497 


gi|219857491 


gi] 219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
205676 Bacteria_16S 


strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 


Proteobacteria; 
205676 Bacteria_16S 
strain DNP505 16S 


205676 Bacteria_16S 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequen 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; 


205676 Bacteria_16S 


2442545 2442624 1 


2496761 2496840 1 
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80 


80 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


80 


80 


strain Se-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
205676 Bacteria_16S 


strain MKT 106 16S ribosomal RNA, partial sequence 


Proteobacteria; 
205676 Bacteria_16S 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequenc 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Act 
Dietziaceae; Dietzia. 

205676 Bacteria_16S 2775134 2775213 1 80 gi| 219857133 |ref 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


205676 Bacteria_16S 


koleovorans strain TB 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 
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205676 Bacteria_16S 

strain VPI-C6-61 
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205676 Bacteria_16S 
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gi 
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16S ribosomal RNA, partial sequence 2791299 27926 
Clostridia; Clostridiales; Lachnospiraceae; 


gi|219857109 


amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 


amylolyticum Bacteria; 


205676 Bacteria_16S 
strain ATCC 12775 
Proteobacteria; 
205676 Bacteria_16S 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
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Hydrogenophilus. 
205676 Bacteria_16S 


Proteobacteria; 


2983591 2983670 1 


Betaproteobacteria; 
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205676 Bacteria_16S 
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2810779 281222 
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3011945 301344 


NR_025085.1 
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NR_025033.1 
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aceae. 
NR_024671.1 


Williamsiac 
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NR_026514.1 
NR_026507.1 
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Paenibacillus 


bacillus granivorans 


Desulfomonile 
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Rhodococcus 
2 Rhodococcus 


Corynebacterineae; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Neptunomonas 
7 Neptunomonas 


Neptunomonas. 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 
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5 Dietzia 


inomycetales; Corynebacterineae; 


Streptomyces platensis 


platensis Bacteria; 
treptomycetaceae; 


Streptomyces. 
Paenibacillus 
acillus koleovorans 


Coprococcus catus 


13 Coprococcus catus Bacteria; 
Coprococcus. 


Tenacibaculum 

2 Tenacibaculum 

riaceae; Tenacibaculum. 
Pseudomonas flectens 
monas flectens Bacteria; 
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ydrogenophilaceae; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 
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6 2987629 Rhodococcus 
nebacterineae; 
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56 Skermania piniformis Bacteria; 
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acillus thermoruber 
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1 Marmoricola 
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Thermus antranikianii 


55 Thermus antranikianii Bacteria; 
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Gordonia 


3022528 3023984 Gordonia 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; 
205676 Bacteria_16S 
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205676 Bacteria_16S 
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3321133 33212121 
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6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
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16S ribosomal RNA, partial sequence 3320684 33221 
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ia; Proteobacteria; Gammaproteobacteri 
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Deinococcus-Thermus; 


gi|219846896 
ne 
gi|219846705 
ne 
219846662 
33801 


gi 


bacterin 


bacterin 


ref|NR_026488.1| Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026297.1| Gordonia hirsuta 

44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026254.1| Gordonia hydrophobica 
49 3381618 Gordonia hydrophobica 


ales; Corynebacterineae; Gordoniaceae; Gordonia. 
104 gi|219846661|ref|NR_026253.1| Methylophaga 
complete sequence 3381669 3383157 Methylophaga 
a; Thiotrichales; Piscirickettsiaceae; 
104 gi|219846660|ref|NR_026252.1| Methylophaga marina 
3383208 3384695 Methylophaga marina Bacteria; 
cirickettsiaceae; Methylophaga. 
80 gi|219846652|ref|NR_026244.1| Meiothermus 
tial sequence 3389244 3390664 Meiothermus 
Deinococci; Thermales; Thermaceae; Meiothermus. 
80 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 


16S ribosomal RNA, partial sequence 3471913 34733 


93 Rhodococcus opacus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

205676 Bacteria_16S 3473912 3473991 1 80 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 
strain DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

205676 Bacteria_16S 3496660 3496739 1 80 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

205676 Bacteria_16S 3526953 3527032 1 80 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 3531513 3531592 1 80 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

205676 Bacteria_16S 3539200 3539279 1 80 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 3540772 3540851 1 80 gi|219846549|ref|NR_026141.1| Bacillus clarkii 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 3674670 3674773 1 104 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
strain 1846 16S ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 

205676 Bacteria_16S 3770451 3770530 1 80 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 
strain R001 16S ribosomal RNA, partial sequence 3769978 3771422 Ralstonia syzygii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

205676 Bacteria_16S 3850674 3850789 1 116 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

205676 Bacteria_16S 3876625 3876704 1 80 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

205676 Bacteria_16S 3878145 3878224 1 80 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

205676 Bacteria_16S 3904346 3904425 1 80 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

205676 Bacteria_16S 4050957 4051036 1 80 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

205676 Bacteria_16S 4115788 4115867 1 80 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

205676 Bacteria_16S 4198540 4198619 1 80 gi|219846076|ref|NR_025666.1| Paenibacillus 


ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 


ehimensis Bacteria; 


Firmicutes; 


Bacillales; 


Pae 


nibacillaceae; Pae 


4198059 419951 
nibacillus. 


0 Paenibacillus 


205676 Bacteria_16S 


9402 9468 1 


67 


gi 


tunicata strain D2 16S ribosomal RNA, partial sequence 


Bacteria; 
Pseudoalteromonas. 
205676 Bacteria_16S 


strain Ifremer A365 16S ribosomal RNA, partial sequence 


Proteobacteria; 
205676 Bacteria_16S 


camporealensis strain CRS-51 16S ribosomal RNA, partial 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; 


41289 41355 iL 


68650 68716 1 


Corynebacteriaceae; Corynebacterium. 


205676 Bacteria_16S 
conspicuum strain 


107943 108009 1 


67 


67 


67 


gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


gi 


gi 


3895/92 16S ribosomal RNA, partial sequence 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
205676 Bacteria_16S 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


ulcerans Bacteria; 


Mycobacterium. 


117245 117311 1 


Corynebacteriaceae; Corynebacterium. 


205676 Bacteria_16S 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 
succinoxidans Bacteria; 


Desulfuromusa. 
205676 Bacteria_16S 


141564 141630 1 
Proteobacteria; 


167553 167619 1 


1721-77 16S ribosomal RNA, partial sequence 


205676 Bacteria_16S 


169077 169143 1 


67 


67 


67 


167046 168502 Vibrio mimicus Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


67 


strain Fowl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
205676 Bacteria_16S 


170553 170619 1 


Gammaproteobacteria; Vibrionales; 


67 


strain 50 16S ribosomal RNA, partial sequence 


Proteobacteria; 
205676 Bacteria_16S 


172063 172129 1 


Gammaproteobacteria; Vibrionales; 


67 


strain PB 1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
205676 Bacteria_16S 
398 16S ribosomal 


205676 Bacteria_16S 


strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Proteobacteria; 
205676 Bacteria_16S 
leiognathi strain 
Bacteria; 
205676 Bacteria_16S 
strain ATCC 15468 
Proteobacteria; 
205676 Bacteria_16S 


strain 40 16S ribosomal RNA, partial 
Gammaproteobacteria; 


Proteobacteria; 
205676 Bacteria_16S 


16S ribosomal RNA, 
Gammaproteobacteria; 


173571 173637 1 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 


175079 175145 1 


176565 176631 1 


178073 178139 1 


222665 222731 1 


sequence 


225605 225671 1 


Gammaproteobacteria; Vibrionales; 


67 


173054 174520 Vibri 


67 


67 


67 


67 


67 


strain 2502 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


205676 Bacteria_16S 
strain Benl02 16S 


205676 Bacteria_16S 
strain F 628 16S 


205676 Bacteria_16S 
strain ATCC 51131 


Mycobacterium. 
205676 Bacteria_16S 
strain 124-2 16S 
Firmicutes; 
205676 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 


250264 250330 1 


297078 297144 1 


333690 333756 1 


344411 344501 1 


Lactobacillaceae 
398580 398646 1 


Nocardiaceae; Nocardia. 


205676 Bacteria_16S 


428060 428126 1 


67 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


67 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


67 


91 


ribosomal RNA, partial sequence 
Lactobacillales; 


67 


67 


gi 


gi 


Deltaproteobacteria; 


gi 


265679057 
8961 


265678990 


265678984 


265678968 


265678951 


Actinomycetales; 


Actinomycetales; 


tinomycetales; 


Desulfuromonadales; 


ref|NR_029365.1| Pseudoalteromonas 
10291 Pseudoalteromonas tunicata 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


265679036|ref|NR_029344.1| Vibrio pectenicida 
40774 42243 Vibrio pectenicida Bacteria; 
Vibrio. 
265679018|ref|NR_029326.1| Corynebacterium 
sequence 68186 69586 Corynebacterium 


Corynebacterineae; 


ref |NR_029298.1| Mycobacterium 
107522 108917 Mycobacterium 
Corynebacterineae; 


ref|NR_029292.1 
116781 118270 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 
ref|NR_029276.1] Desulfuromusa 
141109 142543 Desulfuromusa 


Desulfuromonadaceae; 


Vibrio mimicus strain 
Proteobacteria; 


ref |NR_029259.1 


gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 

168553 169985 Vibrio metschnikovii Bacteria; 
Vibrionaceae; Vibrio. 

gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 

170036 171505 Vibrio mediterranei Bacteria; 
Vibrionaceae; Vibrio. 

gi|265678948|ref|NR_029256.1| Vibrio gazogenes 

171556 173003 Vibrio gazogenes Bacteria; 
Vibrionaceae; Vibrio. 

gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 


L1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


partial sequence 
Aeromonadales; 


Vibrionales; Vibrionaceae; 


o fischeri Bacteria; Proteobacteria; 


gi|265678946|ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 
Vibrio. 
gi|265678945|ref|NR_029253.1| Photobacterium 
176048 177513 Photobacterium leiognathi 
Vibrionaceae; Photobacterium. 
gi|265678944|ref|NR_029252.1| Aeromonas punctata 
177564 179023 Aeromonas punctata Bacteria; 
Aeromonadaceae; Aeromonas. 
gi|265678914|ref|NR_029222.1| Vibrio campbellii 
222148 223631 Vibrio campbellii Bacteria; 
Vibrio. 
gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
225125 226581 Mycobacterium chitae Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
gi|265678895|ref|NR_029203.1| Amaricoccus veronensis 


249819 25124 


gi 


296587 29794 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


343905 34542 
; Lactobacillus. 


gi 


gi 


265678862 


265678838 
33324 
Cory 


265678828 


265678789 


strain SBHR OA6 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


9 Amaricoccus veronensis Bacteria; 
aceae; Amaricoccus. 

ref|NR_029168.1| Mycobacterium terrae 
9 Mycobacterium terrae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_029143.1| Mycobacterium celatum 
5 334704 Mycobacterium celatum 
nebacterineae; Mycobacteriaceae; 


Lactobacillus pentosus 
pentosus Bacteria; 


ref |NR_029133.1 
3 Lactobacillus 


ref Nocardia 
399618 Nocardia 


Corynebacterineae; 


NR_029094.1 
398145 


265678769 


halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 


ref|NR_029074.1| Corynebacterium 
427586 429077 Corynebacterium 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


205676 Bacteria_16S 478549 478615 1 67 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

205676 Bacteria_16S 486299 486365 1 67 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 


69 16S ribosomal 


Gammaproteobacter 


205676 Bacteria_ 


strain Sd/3 16S ribosomal RNA, partial sequence 
Bacil 
205676 Bacteria_16S 
luminescens subsp. 


Firmicutes; 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 501805 501895 1 91 gi 


lales; Bacillaceae; Bacillus. 
516910 516976 1 67 gi 
thracensis strain 39-8 16S ribosomal 


485792 487320 Vibrio ponticus Bacteria; 


265678717 
501307 50281 


265678707 


RNA, 


Proteobacteria; 


ref|NR_029022.1| Bacillus indicus 
1 Bacillus indicus Bacteria; 


Photorhabdus 
516416 517931 


ref 
complete 


NR_029012.1 
sequence 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 
205676 Bacteria_16S 
luminescens subsp 
luminescens subsp 
Enterobacteriaceae; 
205676 Bacteria_16S 
ciconiae strain BS13 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


Corynebacterium. 


205676 Bacteria_16S 
strain FI-0169 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium avium complex (MAC). 
205676 Bacteria_16S 
psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacterid 


Mycobacteriaceae; 


205676 Bacteria_16S 
IMMIB R-145 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
205676 Bacteria_16S 


strain CIP 105566 
Proteobacteria; 


strain TMAO3 16S 
Firmicutes; 


aquilae strain S- 


Gammaproteobacteria; Enterobacteriales; 
205676 Bacteria_16S 


Clostridia; 
205676 Bacteria_16S 


Photorhabdus. 
67 


Enterobacteriaceae; 


518476 518542 1 gi 


Photorhabdus. 


524570 524636 1 67 gi 


e 


530691 530757 1 67 gi 


538330 538396 1 67 gi 


Mycobacterium. 
544383 544449 1 67 
ibosomal RNA, partial sequence 


gi 
545945 546011 1 67 gi 
16S ribosomal RNA, partial sequence 


549006 549096 1 91 
ribosomal RNA, partial sequence 


gi 


Clostridiales; Veillonellaceae; 
552125 552191 1 67 gi 
613 16S ribosomal RNA, partial sequence 


265678706 
» kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; 


265678702 
52414 


les; 


265678698 
530243 53169 
nebacterineae; 


265678693 
sequence 


ae; 


265678689 
543951 54542 
nebacterineae; 
265678688 

54547 


Sporomusa. 
265678684 
55170 


Actinomycetales; 


ref|NR_029011.1] Photorhabdus 
sequence 517982 519496 Photorhabdus 
Enterobacteriales; 


ref|NR_029007.1| Corynebacterium 
6 525550 Corynebacterium ciconiae 
Corynebacterineae; Corynebacteriaceae; 


ref|NR_029003.1 
4 Mycobacterium chimaera Bacteria; 
Mycobacteriaceae; Mycobacterium; 


ref|NR_028998.1| Mycobacterium 
537853 539333 Mycobacterium 
Corynebacterineae; 


ref |NR_028994.1 
4 Nocardia puris Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028993.1| Enterobacter kobei 
Enterobacter. 

ref |NR_028991.1 
4 Sporomusa aerivorans Bacteria; 


ref|NR_028989.1| Corynebacterium 
3 553077 Corynebacterium aquilae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

205676 Bacteria_16S 579261 579327 1 67 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 


glaucum Bacteria; 


580804 580870 1 67 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacteriaceae; Corynebacterium. 
205676 Bacteria_16S 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 


265678665 
sequence 


Corynebacterineae; 


Mycobacterium 
Mycobacterium 


ref |NR_028970.1 
580337 581817 


pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

205676 Bacteria_16S 607930 607996 1 67 gi|265678646|ref|NR_028951.1]| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 


appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

205676 Bacteria_16S 615711 615777 1 67 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

205676 Bacteria_16S 617280 617346 1 67 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

205676 Bacteria_16S 623131 623197 1 67 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

205676 Bacteria_16S 624688 624754 1 67 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 


strain E846 16S ribosomal RNA, partial sequence 


624219 625725 Mycobacterium palustre Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


Mycobacterium chimaera 


Nocardia puris strain 


5 546925 Enterobacter kobei Bacteria; 
Enterobacteriaceae; 
265678686 
548509 55004 


Sporomusa aerivorans 


205676 Bacteria _1 
strain M11 16S ri 
G 
205676 Bacteria_1 
H 1 16S ribosomal 
Clost 
205676 Bacteria_1 
40M4T 16S ribosomal RNA, 
Gammaproteobacter 
205676 Bacteria_1 
strain 279-56 16S 
G 


Proteobacteria; 


Clostridia; 


Proteobacteria; 
cloacae complex. 


205676 Bacteria_1 


6S 627841 627907 1 


6S 643131 643221 1 
6S 644688 644754 1 


6S 662615 662681 1 


6S 680917 680983 1 


strain NA 1 16S ribosomal RNA, partial 


Proteobacteria; 


strain NCTC 10617 
Proteobacteria; 


strain DSM 30039 
Proteobacteria; 


Buttiauxella. 


205676 Bacteria_16S 


strain RSA19 16S 
Firmicutes; 


strain NVI 88/441 
Proteobacteria; 


strain NVI 88/478 
Proteobacteria; 


B 


B 


G 


Bacillales; 
205676 Bacteria_16S 


Gammaproteobacteria; 
205676 Bacteria_16S 


Gammaproteobacteria; 
205676 Bacteria_16S 


682322 682388 1 


689948 690014 1 


691500 691566 1 
Proteobacteria; 
701985 702051 1 
709186 709252 1 
16S ribosomal RNA, 


710744 710810 1 
16S ribosomal RNA, 


712275 712341 1 


RNA, partial sequence 
ridiales; Veillonellaceae; 


complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


67 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


91 


642624 644123 Sporo 
Sporomusa. 


67 


67 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


67 


sequence 


67 


67 


67 


67 


ribosomal RNA, partial sequence 
Paenibacillaceae; 


67 


67 


67 


strain gM-1 16S ribosomal RNA, partial sequence 


721582 721648 1 


67 


strain XINach 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


205676 Bacteria_16S 
luminescens subsp. 


723168 723234 1 


Photorhabdus luminescens subsp. 


Enterobacteriales; 
205676 Bacteria_16S 
luminescens subsp. 


Enterobacteriaceae; 
724751 724817 1 


Photorhabdus luminescens subsp. 


Enterobacteriales; 
205676 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatiales; 
205676 Bacteria_16S 
DA3079 16S ribosomal RNA, partial sequence 75371 
acteria; Gammaproteobacteria; Cardiobacteriales; 
205676 Bacteria_16S 


Bacteria; Proteob 


valvarum strain M 
Bacteria; Proteob 


Enterobacteriaceae; 
727858 727924 1 


754183 754249 1 


760348 760414 1 


strain V33 16S ribosomal RNA, partial s 


Proteobacteria; B 
VR1 16S ribosomal 
Gammaproteobacter 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


205676 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


205676 Bacteria_16S 


769442 769508 1 
RNA, partial sequence 


810947 811013 1 
Mycobacterium. 


818521 818587 1 
ribosomal RNA, partial 


820026 820092 1 


67 


gi 


627341 62884 


gi 


gi 


644174 645732 Vibri 


gi 


662137 66364 


gi 


680477 68183 
etaproteobacteria; Neisseriales; Neisseriaceae; 
205676 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neisseriaceae; 
205676 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 689459 69096 
ammaproteobacteria; Enterobacteriales; 
205676 Bacteria_16S 
warmboldiae strain NSW 326 
warmboldiae Bacteria; 


gi 


16S ribosomal RNA, partial 
Gammaproteobacteria; 


gi 


701473 70290 
Paenibacillus. 


gi 


partial sequence 
Vibrionales; Vibrionaceae; 


gi 


partial sequence 
Alteromonadales; 


gi 


711792 71330 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
205676 Bacteria_16S 


gi 


721087 72261 


gi 


laumondii strain TTO1 16S ribosomal 


Moritellace 


265678633 


Enterobac 


265678622 


265678621 


265678607 
Enterobac 
265678595 
265678594 
68188 
265678589 
Enterobac 
265678588 


sequence 
Entero 


265678581 
265678576 
70866 


265678575 
71023 


265678574 


265678567 


Enterobac 
265678566 
RNA, parti 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


ref 


teriaceae; 


musa 


7 Enterobacter 
teriaceae; 


2 683236 Neiss 
Neisseria. 


691014 69252 
bacteriales; 


8 Mycobacterium 


eae; Mycobacteri 


2 Photorhabdus 
teriaceae; 


al sequence 


NR_028938.1 


NR_028927.1 


NR_028926.1 


o lentus Bacteri 


NR_028912.1 


NR_028900.1 


NR_028899.1 


NR_028894.1 


NR_028893.1 
0 


NR_028886.1 


9 Paenibacillus 


NR_028881.1 


8 710188 Aliivi 
Aliivibrio. 


NR_028880.1 


9 711741 Morite 


Moritella. 
NR_028879.1 


NR_028871.1 


NR_028870.1 


ovata Bacteria; 


e 


citro 


Ent 


Morganella morganii 


2 Morganella morganii Bacteria; 
Morganella. 


Sporomusa ovata strain 
Firmicutes; 


Vibrio lentus strain 
a; Proteobacteria; 


Enterobacter cloacae 


cloacae Bacteria; 
Enterobacter; 


Enterobacter 


Neisseria animalis 


1 Neisseria animalis Bacteria; 
Neisseria. 


Neisseria lactamica 
ria lactamica Bacteria; 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 
teriaceae; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Paenibacillus graminis 
graminis Bacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 

aceae; Mycobacterium. 
Photorhabdus temperata 


temperata Bacteria; 
Photo 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


67 


gi 


akhurstii strain FRGO4 16S ribosomal 


265678565 
RNA, part 


ref 
ial 


NR_028869.1 
sequence 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


67 


67 


67 


equence 


67 


768965 770424 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
205676 Bacteria_16S 
ain ATCC BAA-256 16S ribosomal RNA, partial sequ 
teria; Actinobacteria; Actinobacterida 


67 


67 
sequence 


67 


strain 256 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


gi 


gi 


gi 


759866 76120 
etaproteobacteria; Neisseriales; Neiss 
205676 Bacteria_16S 


gi 


gi 


gi 


818049 81950 
ammaproteobacteria; Enterobacteriales; 


gi 


265678563 
72737 
Ecto 
265678543 
265678539 
eriaceae; 


265678533 


265678505 


265678500 


Enterobac 
265678499 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


0 728734 Thior 
thiorhodospirac 


9 755211 Cardio 


Cardiobacteriac 


o ruber Bacteria 


ence 
e; Actinomycetales; 


NR_028867.1 


NR_028847.1 


NR_028843.1 


seria. 
NR_028837.1 


NR_028808.1 
810468 
Coryne 


NR_028803.1 


NR_028802.1 


h 
e 


Kluyv 


Thiorhodospira 
odospira sibirica 

ae; Thiorhodospira. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Neisseria dentiae 


6 Neisseria dentiae Bacteria; 
Neis 


Vibrio ruber strain 
; Proteobacteria; 


Mycobacterium 
811984 Mycobacterium 


bacterineae; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
teriaceae; 


era. 


Kluyvera intermedia 


819558 821010 Kluyvera intermedia Bacteria; 


205676 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


205676 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


205676 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


205676 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


205676 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


strain 167 16S ri 
Proteobacteria; G 


205676 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


205676 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


205676 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


205676 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


205676 Bacteria_16S 


strain GP1ll 16S r 
Proteobacteria; G 


205676 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


205676 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 
205676 Bacteria_16S 


strain IC166 16S 
Bacteroidetes; Fl 


839960 840034 6 80 

somal RNA, partial sequence 839468 
laceae; Geobacillus. 
859590 859680 
osomal RNA, partial 
eltaproteobacteria; Desulfuromonadales 
965447 965513 1 67 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


gi 


1 
sequence 


91 gi 


980573 980677 1 104 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
986839 986905 1 67 gi 
9 16S ribosomal RNA, partial sequence 


988419 988485 1 67 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
989999 990065 1 67 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
991570 991636 1 67 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
999299 999385 7 93 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1003809 1003875 1 67 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1012871 1012957 7 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1015863 1015949 7 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1018898 1018988 1 91 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


1028109 1028214 1 106 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


gi 


Flavoba 


205676 Bacteria_16S 


1038793 1038859 1 67 gi 


acteria; Gammaproteobacteria; Enteroba 
205676 Bacteria_16S 


succinus Bacteria; 


265678486 


840930 Geoba 


265678472 


859076 86059 


; Geobacte 
265678401 
1 sequence 
eobacteria 


265678390 
ce 98009 
obacterale 
265678386 

98633 
cteriales; 
265678385 


987916 98944 


Enterobac 
265678384 


989496 99101 


Enterobac 
265678383 


6S ribosomal RNA, partial sequence 991068 99256 


Enterobac 
265678378 
ce 99880 
hales; Pis 
265678375 

10033 
Enterobac 
265678369 


1012401 10138 


oraxellace 
265678367 


1015393 10168 


oraxellace 
265678365 
A, complet 


265678359 


1027642 10290 


cteriaceae 
265678352 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 10398 


Actinobacteria; A 


205676 Bacteria_16S 


ctinobacteridae; Actinomycetales; Cory 
1040302 1040368 1 67 gi 


nebacterin 
265678351 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 


Actinobacteria; A 


205676 Bacteria_16S 


strain IFM 0575 1 
Actinobacteria; A 


205676 Bacteria_16S 


strain IFM 10084 
Actinobacteria; A 


205676 Bacteria_16S 


strain YZ-96 16S 
Actinobacteria; A 


205676 Bacteria_16S 


strain IFM 0245 1 
Actinobacteria; A 


205676 Bacteria_16S 


vladivostokensis 
vladivostokensis 
Vitellibacter. 


205676 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


ctinobacteridae; Actinomycetales; Cory 
1041840 1041906 1 67 gi 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


ctinobacteridae; Actinomycetales; Cory 
1043400 1043466 1 67 gi 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


ctinobacteridae; Actinomycetales; Cory 
1044956 1045022 1 67 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1052532 1052598 1 67 gi 


nebacterin 
265678348 


1044481 10459 


nebacterin 
265678342 


6S ribosomal RNA, partial sequence 1052113 10535 


ctinobacteridae; Actinomycetales; Cory 
1072137 1072239 1 103 gi 
strain KMM 3516 16S ribosomal RNA, par 
Bacteria; Bacteroidetes; Flavobacteria 
1082495 1082585 1 


91 gi 


nebacterin 
265678329 
tial seque 
Flavobac 


’ 


265678321 


6S ribosomal RNA, partial sequence 1082049 10834 


bacillales; Lactobacillaceae; Lactobac 


205676 Bacteria_16S 


strain NRRL 15532 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nonomuraea. 


1106667 1106733 1 67 gi 
16S ribosomal RNA, partial sequence 


illus. 
265678304 


Firmicutes; 


ref 
cill 


NR_028789.1 
us uzenensis 
ref|NR_028775.1 
raceae; Geobacte 
ref |NR_028703.1 


964933 966480 
Vibrionales; V 


’ 


ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref |NR_028671.1 


Moraxella. 
NR_028669.1 


ae; 
ref 


Moraxella. 
NR_028667.1 
quence 

Bacillales; 
NR_028661.1 


ae; 
ref 
e se 


ref 


; Ce 
ref 


llulophaga. 
NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


Nocardiacea 
NR_028631.1 
107168 
Flavob 


eae; 
ref 
nce 
teriales; 
ref |NR_028623.1 
61 Lactobacillus 


ref 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


sa 
Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 

Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 

Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Moraxella caviae 


, 


46 Moraxella caviae Bacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Cellulophaga algicola 


54 Cellulophaga algicola Bacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Vitellibacter 

71073086 Vitellibacter 

acteriaceae; 


Lactobacillus equi 
equi Bacteria; 


NR_028606.1 


Nonomuraea longicatena 


1106217 1107715 Nonomuraea longicatena 


Stre 


ptosporangineae; 


Streptosporangiaceae; 


205676 Bacteria_16S 


strain DB21MT-5 16S ribo 
Gammapro 


Proteobacteria; 
205676 Bacteria_16S 


wolinii strain DB 16S ri 
Proteobacteria 


Bacteria; 
Syntrophobacter. 
205676 Bacteria_16S 


1111275 11113411 


1126388 1126454 1 
bosomal 


, 


1133919 1133985 1 


67 


67 


67 


gi 


somal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; M 


gi 


RNA, partial sequence 


Deltaproteobacteria; Syntroph 


gi 


sphenisci strain CECT 59 


90 16S ribosomal RNA, partial s 


265678301 


oritellace 
253680772 

11259 

obacterale 


253680767 
equence 


ref|NR_028602.1 
ae; Moritella. 

ref |NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


NR_028015.1 
133500 113488 


ref 


R 


sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

205676 Bacteria_16S 1135421 1135487 1 67 gi|253680766|ref|NR_028014.1 
strain YB1l 16S ribosomal RNA, partial sequence 1134932 11363 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

205676 Bacteria_16S 1153537 1153603 1 67 gi|253680754|ref|NR_028002.1 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
205676 Bacteria_16S 1215650 1215726 1 77 gi|224581404|ref|NR_027185.1 


strain Esulfidel 
Proteobacteria; 


strain R-4079 16S 
Proteobacteria; 


strain R-4069 16S 
Proteobacteria; 


strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 


205676 Bacteria_16S 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


205676 Bacteria_16S 


strain A431 16S r 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

205676 Bacteria_16S 1268471 1268537 1 67 gi|219846421|ref|NR_026012.1 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 126947 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Desulfuromonas. 

205676 Bacteria_16S 1290911 1290977 1 67 gi| 228720812 |ref|NR_027597.1 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Coryne 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

205676 Bacteria_16S 1293972 1294062 1 91 gi| 228715348 |ref|NR_027520.1 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 129495 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 1315156 1315246 1 91 gi| 228716557 |ref|NR_027552.1 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 131617 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 1325941 1326007 1 67 gi|219846136|ref|NR_025726.1 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
205676 Bacteria_16S 1342766 1342832 1 67 gi|228721107|ref|NR_027602.1 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas 
205676 Bacteria_16S 1347410 1347476 1 67 gi|228720860|ref|NR_027598.1 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 134839 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobactera 
Syntrophobacteraceae; Syntrophobacter. 

205676 Bacteria_16S 1354997 1355063 1 67 gi|228720264|ref|NR_027590.1 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 135446 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrion 
Salinivibrio. 

205676 Bacteria_16S 1412019 1412085 1 67 gi|224581450|ref|NR_027234.1 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 14130 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Alg 
205676 Bacteria_16S 1445872 1445958 7 93 gi|224581423|ref|NR_027204.1 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
205676 Bacteria_16S 1450363 1450429 1 67 gi|224581420|ref|NR_027201.1 


G 
205676 Bacteria_16S 


G 
205676 Bacteria_16S 


G 
205676 Bacteria_16S 


ammaproteobacteria; Oceanospirillales; H 
1227707 1227773 1 67 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1229243 1229309 1 67 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1250358 1250424 1 67 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


se 


se 


al 


1256351 1256417 1 67 gi 


acteria; Actinobacteridae; Actinomycetal 


1257866 1257932 1 67 
ibosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 1215201 12166 


219878281 
1227244 12287 


219878280 
1228770 12302 


219857412 


219857144 
16S ribosomal RNA, partial sequence 1255896 12573 


219856813 
1257400 12588 


alomonad 


udomonad 


udomonad 


12499 


es; Cory 


es; Cory 


acea 
ref 


e; Halomonas 
NR_025420.1 


acea 
ref 


e; Cellvibri 
NR_025419.1 


aceae; Cellvibri 
ref|NR_025000.1 
18 1251238 Mycoba 
nebacterineae; M 


ref|NR_024772.1 


nebacterineae; C 


ref|NR_024632.1 


spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Corynebacterium 
1 Corynebacterium 


erineae; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Corynebacterium 
bacterium urealyticum 
rineae; 


Staphylococcus equorum 
6 Staphylococcus equorum 


subtilis 
subtilis 


Bacillus 
3 Bacillus 
Nocardia alba strain 
Bacteria; 
e; Nocardia. 
Ferrimonas balearica 
DSM 9799 Bacteria; 
Syntrophobacter 
7 Syntrophobacter 
les; 


Salinivibrio costicola 
9 1355953 Salinivibrio 


ales; Vibrionaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 

Psychrobacter arenosus 
arenosus Bacteria; 

ts 


1449903 145131 


Corynebacterium 
6 Corynebacterium 


spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


205676 Bacteria_ 
strain SK-1T 16S 
Proteobacteria; 


Spirochaetes; 


G 
205676 Bacteria_1 
strain JZC3 16S r 
Spi 


ibosomal RNA, partial sequence 
rochaetales; 


1466484 14678 
Spirochaetaceae; Treponema. 


16S 1459247 1459313 1 67 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

6S 1466912 1466986 6 80 gi|224581408|ref|NR_027189.1| Treponema putidum 


91 Treponema putidum Bacteria; 


205676 Bacteria_16S 1475933 1475999 1 67 gi|219878445|ref|NR_025584.1| Mycobacterium avium 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 1476936 Mycobacterium avium 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

205676 Bacteria_16S 1477492 1477582 1 91 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

205676 Bacteria_16S 1479063 1479153 1 91 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 1500243 1500309 1 67 gi|219846622|ref|NR_026214.1| Corynebacterium 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 

205676 Bacteria_16S 1510770 1510860 1 91 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

205676 Bacteria_16S 1521119 1521185 1 67 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

205676 Bacteria_16S 1553074 1553140 1 67 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

205676 Bacteria_16S 1570980 1571046 1 67 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
205676 Bacteria_16S 1630376 1630466 1 91 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 1645673 1645739 1 67 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

205676 Bacteria_16S 1651676 1651766 1 91 gi|219878441|ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 1657817 1657883 1 67 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 


Gammaproteobacter 


205676 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

205676 Bacteria_16S 1660917 1661007 1 91 gi|219878434|ref|NR_025573.1 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 166191 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcin 
205676 Bacteria_16S 1671657 1671723 1 67 gi| 219878427 |ref|NR_025566.1 
strain 888-76 16S ribosomal RNA, partial sequence 1671187 1672548 Enterobacter 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
205676 Bacteria_16S 1688211 1688277 1 67 gi|219878415|ref|NR_025554.1 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 16892 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 1691323 1691389 1 67 gi|219878413|ref|NR_025552.1 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 169233 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 
Cellvibrio. 

205676 Bacteria_16S 1699088 1699154 1 67 gi|219878408|ref|NR_025547.1 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacte 


Gammaproteobacter 


205676 Bacteria_16S 


gelidilacus strai 
gelidilacus Bacte 


205676 Bacteria_16S 


strain NF11 16S r 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1659372 1659438 1 67 gi 
ribosomal RNA, partial sequence 


ia; Vibrionales; Vibrionaceae; Vibrio. 


ibosomal RNA, partial sequence 


219878435 
1658880 16603 


ref|NR_025574.1 


a. 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Sporosarcina 
6 Paenisporosarcina 


Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 


1712781 1712883 1 103 gi| 219878399 |ref|NR_025538.1 
n R-8899 16S ribosomal RNA, partial sequence 1712309 171377 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
1721994 1722064 7 77 gi| 219878393 |ref|NR_025532.1 


Psychrobacter luti 


1721510 1723000 Psychrobacter luti Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


205676 Bacteria_16S 
strain DSM 44222 


205676 Bacteria_16S 


moriokaense strain DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


moriokaense Bacte 
Mycobacteriaceae; 
205676 Bacteria_16S 
strain LMG 18422 
Firmicutes; Bacil 
205676 Bacteria_16S 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 


felinum Bacteria; 


1727988 1728054 1 


1731037 1731103 1 


1752392 1752482 1 


Bacillaceae; 
1770536 1770602 1 


Corynebacteriaceae; Corynebacterium. 


205676 Bacteria_16S 
strain LMG 20362 
Proteobacteria; 

205676 Bacteria_16S 
carmonensis strai 
carmonensis Bacteria; 
205676 Bacteria_16S 


R-3712 16S ribosomal RNA, partial sequence 


Gammaproteobacter 
205676 Bacteria_16S 


1776522 1776588 1 
1790075 1790141 1 
Firmicutes; 


1791630 1791696 1 


1793104 1793170 1 


Bacillales; 


67 


LMG 19999 16S ribosomal RNA, partial sequence 


Proteobacteria; 
205676 Bacteria_16S 


15052 16S ribosomal RNA, partial sequence 


Gammaproteobacter 
205676 Bacteria_16S 
strain LMG 20546 
Proteobacteria; 

205676 Bacteria_16S 
strain LMG 20536 
Proteobacteria; 

205676 Bacteria_16S 
necropolis strain 
necropolis Bacteria; 
205676 Bacteria_16S 
paraplantarum str 
paraplantarum Bac 
205676 Bacteria_16S 
capitovis strain 

capitovis Bacteri 


1794659 1794725 1 


1796144 1796210 1 


1797698 1797764 1 


1803846 1803912 1 


Firmicutes; 
1840580 1840670 1 


Firmicutes; 
1855720 1855786 1 


Corynebacteriaceae; Corynebacterium. 


205676 Bacteria_16S 
testudinoris stra 


1858687 1858753 1 


Corynebacteriaceae; Corynebacterium. 


205676 Bacteria_16S 
stellipolaris str 
stellipolaris Bac 
Alteromonas. 
205676 Bacteria_16S 
strain DSM 2875 1 
Firmicutes; Clost 
205676 Bacteria_16S 
strain 2674 16S r 
Proteobacteria; 
205676 Bacteria_16S 
strain 2693 16S r 
Proteobacteria; 
205676 Bacteria_16S 
strain LMG 18435 
Firmicutes; Bacil 
205676 Bacteria_16S 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial 


ridia; 


lales; 


1860222 1860288 1 
Proteobacteria; 


1881691 1881781 1 


1928761 1928827 1 


1930297 1930363 1 


1940789 1940879 1 


Bacillaceae; 
1953098 1953164 1 


67 


LMG 19488 16S ribosomal RNA, 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Mor 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Mor 


gi 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


16S ribosomal RNA, partial sequence 1751903 17534 
lales; 


16S ribosomal RNA, partial sequence 1776030 17774 
Gammaproteobacteria; Vibrionales; Vibrion 


n LMG 20964 16S ribosomal RNA, partial 


ia; Vibrionales; Vibrionaceae; Vibrio. 


Gammaproteobacteria; Vibrionales; Vibrion 


ia; Vibrionales; Vibrionaceae; Vibrio. 


16S ribosomal RNA, partial sequence 1795652 17971 
Gammaproteobacteria; Vibrionales; Vibrion 


gi 


16S ribosomal RNA, partial sequence 1797206 17986 
Gammaproteobacteria; Vibrionales; Vibrion 


ain DSM 10667 16S ribosomal RNA, parti 
teria; 


CCUG 39779 16S ribosomal RNA, partial 


a; Actinobacteria; Actinobacteridae; Act 


in CCUG 41823 16S ribosomal RNA, parti 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


ain LMG 21861 16S ribosomal RNA, parti 
teria; 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


205676 Bacteria_16S 


1988232 1988298 1 


219878389 


aceae; 
219878337 


ref|NR_025528.1 
13 Mycobacterium 


ref|NR_025476.1 


aceae; Vibrio. 
67 gi| 219878333 |ref|NR_025472.1 
complete sequence 1803341 180486 
Bacillales; Bacillaceae; Virgibacillus. 
91 gi|219878308|ref|NR_025447.1 
al sequence 1840072 184157 
Lactobacillales; Lactobacillaceae; Lactobacil 
67 gi| 219878297 |ref|NR_025436.1 
sequence 1855266 185659 
inomycetales; Corynebact 
67 gi| 219878295 |ref|NR_025434.1 
al sequence 1858220 185970 
; Actinomycetales; Coryneb 
67 gi|219878294|ref|NR_025433.1 
al sequence 1859752 186123 
Gammaproteobacteria; Alteromonadales; Alt 
91 gi| 219878278 |ref|NR_025417.1 
6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; Sporomusa. 
67 gi| 219878242 |ref|NR_025381.1 
1928261 19297 
itellaceae; Moritella. 
67 gi|219878241|ref|NR_025380.1 
1929813 19313 
itellaceae; Moritella. 
91 gi|219878234|ref|NR_025373.1 
16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 
67 gi|219878226|ref|NR_025365.1 
sequence 1952641 195404 
Actinomycetales; Corynebac 
67 gi| 219878203 |ref|NR_025342.1 


Mycobacterium pulveris 
pulveris Bacteria; 


Mycobacteriaceae; Mycobacterium. 
67 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
sequence 1730570 1732062 Mycobacterium 
Actinomycetales; Corynebacterineae; 
91 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 
Bacillus. 
67 gi| 219878357 |ref|NR_025496.1| Corynebacterium 
1770072 1771486 Corynebacterium 
inomycetales; Corynebacterineae; 
67 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 
aceae; Vibrio. 
67 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
sequence 1789570 1791087 Virgibacillus 
Bacillaceae; Virgibacillus. 
67 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
67 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
1792623 1794116 Vibrio pacinii Bacteria; 
aceae; Vibrio. 
67 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
67 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 
Vibrio 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Virgibacillus 
2 Virgibacillus 


Lactobacillus 

3 Lactobacillus 
lus. 
Corynebacterium 
9 Corynebacterium 
erineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Alteromonas 
3 Alteromonas 


eromonadaceae; 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Corynebacterium 
7 Corynebacterium 
terineae; 


Tatumella ptyseos 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 1989239 Tatumella ptyseos Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatumella. 


205676 Bacteria_16S 
strain DSM 30118 


205676 Bacteria_16S 


1997499 1997565 1 


2002108 20021741 


67 


67 


gi 


gi 


219878197 
16S ribosomal RNA, partial sequence 1997016 1998510 Proteus vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
219878194 


ref |NR_025336.1 


ref |NR_025333.1 


Proteus vulgaris 


Proteus. 


Leminorella grimontii 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
219878192 
strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
219878191 
strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
219878190 


205676 Bacteria_16S 


205676 Bacteria_16S 


205676 Bacteria_16S 


2005185 2005251 1 


2006731 2006797 1 


2008275 2008341 1 


67 


67 


67 


gi 


gi 


gi 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
205676 Bacteria_16S 


205676 Bacteria_16S 
strain LMG 317541 


205676 Bacteria_16S 
carotovorum subsp. 


Enterobacteriales; 
205676 Bacteria_16S 


Proteobacteria; 


2009834 2009900 1 


2026263 2026329 1 


2027706 2027772 1 


2030652 2030718 1 


Corynebacteriaceae; Corynebacterium. 


205676 Bacteria_16S 


simulans strain UCL553 16S ribosomal RNA, partial sequence 


2036742 2036808 1 


67 


67 


67 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


gi 


Pectobacterium. 


67 


67 


gi 


gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
205676 Bacteria_16S 
elephantis strain 


2052355 2052421 1 


67 


gi 


DSM 44368 16S ribosomal RNA, partial 


elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
205676 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
205676 Bacteria_16S 
strain SW-72 16S 
Firmicutes; 
205676 Bacteria_16S 
strain SW-47 16S 


205676 Bacteria_16S 
pinnipedii strain 


205676 Bacteria_16S 
africanum strain 
africanum Bacteria; 
Mycobacteriaceae; 
205676 Bacteria_16S 


scrofulaceum strain ATCC 


Mycobacteriaceae; 
205676 Bacteria_16S 
poriferae strain 
poriferae Bacteria; 
Mycobacteriaceae; 
205676 Bacteria_16S 
strain ATCC 19422 


205676 Bacteria_16S 


Bacillales; 


ribosomal RNA, 
Proteobacteria; Gammapro 


6482 1 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


ATCC 25420 16S 
Acti 
Mycoba 


ATCC 35087 16S 
Acti 


16S ribosomal 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


Mycobacterium. 


2090446 2090512 1 


2095088 2095178 1 


Bacillaceae; 


2101146 2101212 1 


2111838 2111904 1 


2128510 2128576 1 


2129988 2130054 1 


2132996 2133062 1 


2134510 2134576 1 


2136027 2136093 1 


67 


91 


ribosomal RNA, partial sequence 
Bacillus. 


67 


partial sequence 
teobacteria; Alteromonadales; Alt 


67 


67 


67 


67 


67 


67 


gi 


gi 


sequence 
Gammaproteobacteria; Enterobacteriales; 
219878189 
strain $1/6-571 16S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
219878178 


omonadaceae; 
219878177 
odoriferum strain LMG 17566 16S ribosomal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriaceae; 
219878175 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219878170 


219878157 
sequence 
Actinomycetales; 


219878129 
sequence 


Actinomycetales; 


219878125 


ref |NR_025331.1 
Butti 


ref |NR_025330.1 


ref |NR_025329.1 

2007792 200929 
Ent 
ref |NR_025328.1 
Butti 
ref|NR_025317.1 
2025759 2027165 Aeromo 
Aeromonas. 
ref |NR_025316.1 
partial sequenc 


NR_025314.1 
2030195 203163 
Corynebact 


ref|NR_025309.1 
2036284 2037751 Coryne 
Corynebacterineae; C 


ref|NR_025296.1 
2051875 205339 
Corynebac 


ref|NR_025268.1 
2089993 209143 
Coryn 


ref |NR_025264.1 


Leminorella. 


Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 
Buttiauxella. 


Buttiauxella 
5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 
7 Mycobacterium 


ebacterineae; 


Bacillus hwajinpoensis 


2094597 2096103 Bacillus hwajinpoensis Bacteria; 


gi 


gi 


gi 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium tuberculosis 


gi 


gi 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
Mycobacterium. 


gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


gi 


strain ATCC 51384 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


219878121 
2100672 21021 


219857649 
sequence 2128040 2129472 Mycobacterium 
inomycetales; Corynebacterineae; 
219857648 
19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


sequence 2129523 213098 
Actinomycetales; 


219857646 
sequence 2132540 2133989 Mycobacterium 


inomycetales; Corynebacterineae; 


219857645 


219857644 


ref |NR_025260.1 


Alteromon 


ref |NR_025249.1 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
eromonadaceae; 
219857660 
6S ribosomal RNA, partial sequence 


as. 
Mycobacterium 


2111381 2112761 Mycobacterium pinnipedii 
Corynebacterineae; Mycobacteriaceae; 


ref |NR_025238.1 


complex. 


ref |NR_025237.1 


ref|NR_025235.1 


ref |NR_025234.1 


Mycobacterium 


Mycobacterium 
8 Mycobacterium 


Corynebacterineae; 


Mycobacterium 


Mycobacterium microti 


2134040 2135523 Mycobacterium microti 
Corynebacterineae; Mycobacteriaceae; 


ref 


NR_025233.1 


Mycobacterium brumae 


2135574 2137022 Mycobacterium brumae Bacteria; 


205676 Bacteria_ 


strain MUP 1182 
Actinobacteria; 


205676 Bacteria_ 


strain F829 16S 
Actinobacteria; 


205676 Bacteria_ 


strain ATCC 927 
Actinobacteria; 


205676 Bacteria_ 


strain Z-7792 16 
Firmicutes; 


205676 Bacteria_ 


strain NRCM 00-2 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
205676 Bacteria_ 


strain ICPB 3636 
Proteobacteria; 


205676 Bacteria_ 


strain Pl 16S ri 
Proteobacteria; 


205676 Bacteria_ 


azotonutricium s 
azotonutricium B 


205676 Bacteria_ 


strain NRRL B-23 
Firmicutes; Baci 


205676 Bacteria_ 


alkaliphilus str 
Bacteria; Firmic 


205676 Bacteria_ 


brasilensis stra 
brasilensis Bact 


205676 Bacteria_ 


strain IMMIB D-1 


strain GB6 16S r 
Proteobacteria; 


205676 Bacteria_ 


cinnamivorans st 
cinnamivorans Ba 


205676 Bacteria_ 


strain AS4.1521 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
205676 Bacteria_ 


subsp. pectinoly 
salmonicida subs 
Aeromonadaceae; 


205676 Bacteria_ 


subsp. spizizeni 
subtilis subsp. 


205676 Bacteria_ 


mediterranea str 
mediterranea MMB 


205676 Bacteria_ 


strain CDC 0876- 
Bacteria; Proteo 


205676 Bacteria_ 


strain CDC 2991- 
Proteobacteria; 


205676 Bacteria_ 


thomssenii strai 
thomssenii Bacte 
Corynebacteriace 


205676 Bacteria_ 


strain MS1-3 16S 


Bacil 


16S 2148062 2148128 1 67 gi 
16S ribosomal RNA, complete sequence 21 
Actinobacteridae; Actinomycetales; Cor 
16S 2161602 2161668 1 67 gi 
ribosomal RNA, partial sequence 21 
Actinobacteridae; Actinomycetales; Cor 
16S 2164702 2164768 1 67 gi 
16S ribosomal RNA, partial sequence 21 
Actinobacteridae; Actinomycetales; Cor 
16S 2192095 2192185 1 91 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 
16S 2217740 2217806 1 67 gi 
55 16S ribosomal RNA, partial sequence 


gi 
21 


16S 2265116 2265182 1 67 gi 
16S ribosomal RNA, partial sequence 22 
B 
16S 
b 
D 
16S 


2268225 2268339 1 
osomal RNA, partial sequence 


115 gi 


22 


2269763 2269873 6 116 
train ZAS-9 16S ribosomal RNA, 
acteria; Spirochaetes; Spirochaetales; 
16S 2285018 2285108 1 91 gi 
154 16S ribosomal RNA, partial 
llales; Bacillaceae; Bacillus. 
16S 2313596 2313686 1 91 
a 
utes; 
16S 


gi 
partial 


gi 


Bacillales; Salinicoccus. 
2316640 2316730 1 91 


gi 
i 
eria; 
16S 

5 


Firmicutes; Bacillales; 
2383196 2383262 1 
92 16S ribosomal 


67 gi 


16S 
i 
G 
16S 


2427454 2427520 1 67 
bosomal RNA, partial sequence 


gi 


2430350 2430424 6 80 gi 
r 
cteria; Firmicutes; Clostridia; 
16S 2437973 2438039 1 67 gi 


16S ribosomal RNA, partial sequence 24 


16S 
tt 
Pp 
Aeromonas. 

16S 2550881 2550971 1 


2456264 2456330 1 67 gi 


91 gi 
i 
s 
16S 2586200 2586286 7 

in MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 
16S 2635339 2635405 1 67 gi 
58 16S ribosomal RNA, partial sequence 
b 
16S 


93 gi 


a 


2636903 2636969 1 67 gi 
81 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2655129 2655195 1 67 gi 
DSM 
ria; Actinobacteria; Actinobacteridae; 
ae; Corynebacterium. 

16S 2677652 2677718 1 67 

ribosomal RNA, partial sequence 


n 


gi 


16S 2688151 2688217 1 67 gi 


y 


y 


y 


etaproteobacteria; Neisseriales; Neiss 


eltaproteobacteria; Desulfobacterales; 


sequence 


in T8 16S ribosomal RNA, partial seque 


n PBl 72 16S ribosomal RNA, partial se 
Paenibaci 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
205676 Bacteria_ 
2427049 24283 
ammaproteobacteria; Aeromonadales; Aer 


ain CIN1 16S ribosomal RNA, partial se 
Clostri 


ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacill 
complete se 


Gammaprote 


acteria; Gammaproteobacteria; Enteroba 


44276 16S ribosomal RNA, partial 


2677198 26786 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
205676 Bacteria_ 


219857636 
47582 21491 
ne 
219857627 
61153 21625 
ne 
219857625 
64214 21657 
ne 
219857604 
91612 21930 


219857587 
22172 
ne 
219857556 
64632 22660 
eriaceae; 

219857554 
67708 22692 
Desulfoba 
219857553 
sequence 

Spirochaet 
219857542 
22845 


219857520 
nce 23131 


219857518 
quence 

llaceae; P 
219857471 
23827 
nebacterin 
219857439 


omonadacea 
219857437 
quence 
diales; Ru 
219857429 
37523 24389 
nebacterin 
219857413 
rtial sequ 
ia; Gammap. 
219857343 
partial 
ales; Baci 
219857277 
quence 
obacteria; 
219857234 
26348 
cteriales; 
219857233 
26364 
Enterobac 
219857221 
sequence 
Actinomyce 


219857204 


nebacterin 
219857197 


bacterin 


bacterin 


bacterin 


bacterin 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacter 
ref|NR_025216.1 


eae; Nocardiace 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025175.1 
72 2218741 Mycob 
eae; Mycobacter 
ref|NR_025144.1 


nsiella. 
NR_025142.1 


Simo 
ref 


cteraceae; Desul 
ref|NR_025141.1 

2269277 227073 
aceae; Treponema 
ref|NR_025130.1 
30 2285939 Bacill 


ref |NR_025108.1 
25 2314583 Salini 


ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025027.1 


e; Oceanimonas. 
ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref|NR_025017.1 


Nocardiacea 
NR_025001.1 

245578 
obacteria; A 


eae; 
ref 

ence 
rote 


ref 
sequ 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024862.1 
42 2636362 Citro 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024849.1 

2654667 265613 
tales; Corynebac 


ref|NR_024832.1 


eae; Nocardiacea 


ref 


i 


a 
i 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
a 


e; Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Amphibacillus tropicus 
tropicus Bacteria; 


Mycobacterium lacus 

cterium lacus Bacteria; 

aceae; Mycobacterium. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 

Treponema 
9 Treponema 

Bacillus sonorensis 
us sonorensis Bacteria; 


Salinicoccus 
coccus alkaliphilus 


Paenibacillus 
1 Paenibacillus 


Nocardia abscessus 

ia abscessus Bacteria; 
e; Nocardia. 
Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Papillibacter 

9 Papillibacter 
apillibacter. 

Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 

Aeromonas salmonicida 
3 2457213 Aeromonas 
eromonadales; 


Bacillus subtilis 

4 2551802 Bacillus 

Ss. 

Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 
Corynebacterium 

8 Corynebacterium 
terineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


NR_024825.1 


strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


205676 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


205676 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


205676 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


205676 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


205676 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


205676 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


205676 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


205676 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


205676 Bacteria_16S 


strain MK703-102F 
Actinobacteria; A 


205676 Bacteria_16S 


stanieri strain A’ 
stanieri Bacteria 
Marinobacterium. 


205676 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


205676 Bacteria_16S 


halophilum strain 
halophilum Bacter 


205676 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


205676 Bacteria_16S 


strain JCM9070 16 


2706179 2706269 1 91 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2710610 2710724 1 115 gi 
avobacteria; Flavobacteriales; Flavoba 
2715051 27151217 at gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


2719624 2719690 1 67 gi 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 

2725757 2725847 1 91 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2762959 2763025 1 67 


al 
ae 


gi 


gi 
acteria; Gammaproteobacteria; Enterobact 
2764475 2764541 1 67 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2765991 2766057 1 67 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2833926 2833992 1 67 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2866280 2866346 1 67 gi 
TCC 27130 16S ribosomal RNA, partial s 


; Proteobacteria; Gammaproteobacteria; 


E 


E 


ne 


eq 


2870981 2871071 1 91 gi 


lales; Bacillaceae; Bacillus. 


2877305 28773711 67 gi 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2881988 2882078 1 91 

S ribosomal RNA, partial sequence 


gi 


eq 


le 


ct 


ue 
ri 


6S ribosomal RNA, partial sequence 2710175 27 
eriac 
219857178 
nce 
a; 


’ 


16S ribosomal RNA, partial sequence 2762542 27 
erial 
219857141 
2763991 27 
ntero 
219857140 
2765507 27669 
nterobac 
219856901 
28334 
bacterin 
219856880 
uence 

Alteromon 


219857184 
uence 
s Family 
219857181 
115 
eae; 


Ps 


219857175 
enc 
ino 


sequ 
Act 


219857170 
2725265 27 


219857142 
639 


es; 


219856877 
6S ribosomal RNA, partial sequence 2870477 28720 


219856873 


2879945 28814 


219856870 
2881499 28830 


eud 


267 


654 
bac 


ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024809.1 
47 Cellulophaga 
; Cellulophaga. 
ref|NR_024806.1 

2714566 271605 
omonadales; Mora 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Cellulophaga pacifica 
pacifica Bacteria; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Nocardia 
4 Nocardia 
ebacterineae; 


ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


ref|NR_024798.1| Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 
ref|NR_024770.1| Edwardsiella tarda 
40 Edwardsiella tarda ATCC 15947 
Enterobacteriaceae; Edwardsiella. 
ref|NR_024769.1| Edwardsiella ictaluri 
56 Edwardsiella ictaluri Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024768.1| Edwardsiella hoshinae 
72 Edwardsiella hoshinae Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024722.1| Nocardia vinacea 
66 2834941 Nocardia vinacea Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 
adales; Alteromonadaceae; 


ref|NR_024696.1| Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 
Salimicrobium 


ref|NR_024692.1 


DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
ia; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 
2880435 2880525 1 91 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 2892490 2892556 1 67 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

205676 Bacteria_16S 2907704 2907794 1 91 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 2912336 2912426 1 91 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 2916965 2917055 1 91 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 2948696 2948762 1 67 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

205676 Bacteria_16S 2950184 2950250 1 67 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

205676 Bacteria_16S 2951685 2951751 1 67 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

205676 Bacteria_16S 2953183 2953249 1 67 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

205676 Bacteria_16S 2966755 2966821 1 67 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Dicke 


ya. 


205676 Bacteria_16S 2985088 2985154 1 67 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

205676 Bacteria_16S 3051908 3051974 1 67 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

205676 Bacteria_16S 3058072 3058138 1 67 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 
205676 Bacteria_16S 3097147 3097213 1 67 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
205676 Bacteria_16S 3119667 3119733 1 67 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
205676 Bacteria_16S 3148102 3148168 1 67 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
205676 Bacteria_16S 3175571 3175637 1 67 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
205676 Bacteria_16S 3178668 3178734 1 67 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
205676 Bacteria_16S 3200084 3200150 1 67 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


205676 Bacteria_16S 3202983 3203073 1 a1 gi| 219846786 |ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

205676 Bacteria_16S 3207511 3207577 1 67 gi|219846783|ref|NR_026375.1| Corynebacterium 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
205676 Bacteria_16S 3213484 3213550 1 67 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
205676 Bacteria_16S 3215007 3215073 1 67 gi| 219846777 |ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


205676 Bacteria_16S 3227159 3227225 1 67 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

205676 Bacteria_16S 3245473 3245563 1 91 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 

205676 Bacteria_16S 3410957 3411047 1 91 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

205676 Bacteria_16S 3430261 3430327 1 67 gi|219846624|ref|NR_026216.1| Corynebacterium 


matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
205676 Bacteria_16S 3431632 3431698 1 67 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
205676 Bacteria_16S 3433081 3433147 1 67 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
205676 Bacteria_16S 3434439 3434505 1 67 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 


pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


205676 Bacteria_ 
strain DZZM 328 1 


16S 3435870 3435936 1 67 gil|2 


19846619 


6S ribosomal RNA, partial sequence 3435424 34367 


ref|NR_026211.1| Corynebacterium auris 
52 Corynebacterium auris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

205676 Bacteria_16S 3492190 3492256 1 67 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

205676 Bacteria_16S 3520877 3520943 1 67 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

205676 Bacteria_16S 3532960 3533038 1 79 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

205676 Bacteria_16S 3534506 3534596 1 91 gi|219846553|ref|NR_026145.1]| Bacillus 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 3537631 35377211 91 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 


strain DSM 8722 1 
Firmicutes; Bacil 


205676 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


205676 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


205676 Bacteria_16S 


strain Milford 74 
Proteobacteria; 


205676 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; 


205676 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; 


205676 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


205676 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


205676 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


205676 Bacteria_16S 


strain NS 16S rib 


Proteobacteria; G 


205676 Bacteria_16S 


strain ATCC 35912 


Bacteria; Proteob 


205676 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


205676 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


205676 Bacteria_16S 


CIP 7430 
G 


strain 
Proteobacteria; 


205676 Bacteria_16S 


strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 


G 


G 


G 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3542329 3542419 1 91 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3545439 3545529 1 91 
somal RNA, complete sequence 


gi 


gi 


205676 Bacteria_16S 


3537139 35386 


219846548 
3541838 35433 


219846546 
3544949 35464 


44 Bacillus gibsonii Bacteria; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 


laceae; Bacillus. 

3557815 3557881 1 67 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 

16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3559295 3559361 1 67 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 

16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3560810 3560876 1 67 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
bosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3562331 3562397 1 67 gi|219846534|ref|NR_026126.1| Vibrio 
strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3563816 3563882 1 67 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

3565296 3565362 1 67 gi|219846532|ref|NR_026124.1| Vibrio natriegens 

16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3566802 3566868 1 67 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
osomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3568308 3568374 1 67 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 

16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3581811 3581905 8 102 gi|219846521|ref|NR_026113.1| Clostridium 
p.- thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 

Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
lostridium. 

3607965 3608031 1 67 gi|219846500|ref|NR_026092.1| Mycobacterium 
ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 
3612435 3612501 1 67 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
3625725 3625791 1 67 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

3627290 3627356 1 67 gi|219846487|ref|NR_026079.1| Neisseria gonorrhoeae 


strain NCTC 83785 


16S ribosomal RNA, complete sequence 


36267 


80 3628323 Neisseria gonorrhoeae 


Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


205676 Bacteria_16S 3631987 3632077 1 91 
strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
205676 Bacteria_16S 
strain IC0O79 16S 
Proteobacteria; 

205676 Bacteria_16S 
bohemicum strain 


3661010 3661076 1 67 
ribosomal RNA, partial sequence 


3664063 3664129 1 67 


Mycobacteriaceae; Mycobacterium. 

205676 Bacteria_16S 3668642 3668708 1 67 
strain HK 204 16S ribosomal RNA, partial sequence 
Proteobacteria; 
205676 Bacteria_16S 
strain EN 101 16S 
Proteobacteria; 
205676 Bacteria_16S 


3670149 3670215 1 67 
ribosomal RNA, partial sequence 


3671656 3671722 1 67 


wasabiae strain SR91 16S ribosomal RNA, partial sequence 


Bacteria; 
205676 Bacteria_16S 3673165 36732311 67 

betavasculorum strain ATCC 43762 16S ribosomal RNA, 
betavasculorum Bacteria; Proteobacteria; 
Pectobacterium. 
205676 Bacteria_16S 
hassiacum strain 


3721411 3721477 1 67 


Mycobacterium. 
205676 Bacteria_16S 
sporothermodurans 
sporothermodurans Bacteria; Firmicutes; Bacillales; 
205676 Bacteria_16S 3749347 3749413 1 67 

strain A089 16S ribosomal RNA, partial sequence 

Proteobacteria; 
205676 Bacteria_16S 
acrylicus strain 
Bacteria; 
205676 Bacteria_16S 3790020 3790090 7 77 
strain PG8 16S ribosomal RNA, partial sequence 


3722977 3723067 1 91 


3766030 3766124 7 101 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; 


205676 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 
205676 Bacteria_16S 


3812829 3812895 1 67 


Bacteria; Proteobacteria; 


3828154 3828220 1 67 


hominis strain 6573 16S ribosomal RNA, partial sequence 


Bacteria; 
205676 Bacteria_16S 
strain CDC 8142 1 
Proteobacteria; 
205676 Bacteria_16S 3913389 39134551 
strain Gl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
205676 Bacteria_16S 3958249 3958339 1 
laevolacticus strain M-8 16S ribosomal RNA, 
laevolacticus Bacteria; Firmicutes; Bacillales; 
205676 Bacteria_16S 4002528 4002594 1 67 


3875075 3875141 1 67 
67 


91 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


Bacteria; 


205676 Bacteria_16S 4004080 40041701 91 


chungwhensis strain BH030062 16S ribosomal RNA, partial 


chungwhensis Bacteria; 
205676 Bacteria_16S 


Firmicutes; Bacillales; 
4005541 4005607 1 67 


chungwhensis strain BH030046 16S ribosomal RNA, partial 
Gammaproteobacteria; 


chungwhensis Bacteria; 
Salinimonas. 
205676 Bacteria_16S 4008558 4008624 1 67 
strain 848 16S ribosomal RNA, partial sequence 
Proteobacteria; 
205676 Bacteria_16S 4041928 4042018 1 91 
strain R-6540 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


Proteobacteria; 


Deltaproteobacteria; Desulfuromonadales; 


Gammaproteobacteria; Alteromonadales; Alt 


DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Act 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


strain M215 16S ribosomal RNA, partial 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


W218 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


strain CECT 4199 16S ribosomal RNA, partial seq 
Gammaproteobacteria; 


Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 
6S ribosomal RNA, partial sequence 3874615 38761 
Betaproteobacteria; Neisseriales; Neisseriaceae; 

Gammaproteobacteria; Enterobacteriales; 


complete sequence 
Sporolactobacilla 


Bacillaceae; 


gi|219846484 
3631486 36329 


gi|219846464 
3660516 36619 


gi|219846462 


gi|219846458 
3668184 36696 


gi|219846457 
3669690 36711 
Enterobac 
219846456 
36711 


gi 


gi|219846455 


partial sequence 
Gammaproteobacteria; 


219846420 
37209 
Cory 


gi 


219846419 
sequence 
Bacillaceae; 
gi|219846401 
3748871 37503 


gi 


219846387 
37655 


gi 
gi|219846370 
3789540 37910 
gi|219846354 


219846344 
38276 


gi 


gi| 219846312 


gi|219846285 
3912908 39143 
Enterobac 


gi|219846253 


219846223 
40020 


gi 


219846222 
sequence 


gi 


Geobacteraceae; 


eromonadaceae; 


inomycetales; 


Enterobacteriaceae; 


Enterobacteriales; 


Vibrio. 


Acholeplasma. 


Vibrionaceae; 


ref|NR_026076.1| Geobacter bremensis 

60 Geobacter bremensis Bacteria; 

Geobacter. 

ref|NR_026056.1| Glaciecola pallidula 

90 Glaciecola pallidula Bacteria; 

Glaciecola. 

ref|NR_026054.1| Mycobacterium 
3663577 3665092 Mycobacterium 

Corynebacterineae; 


ref|NR_026049.1| Erwinia persicina 

39 Erwinia persicina Bacteria; 

Erwinia. 

ref|NR_026048.1| Brenneria nigrifluens 
45 Brenneria nigrifluens Bacteria; 
teriaceae; Brenneria. 

ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026046.1| Pectobacterium 
3672704 3674161 Pectobacterium 
Enterobacteriaceae; 


ref|NR_026011.1| Mycobacterium 
52 3722442 Mycobacterium hassiacum 
nebacterineae; Mycobacteriaceae; 


Bacillus 
9 Bacillus 


ref |NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 


ref|NR_025978.1| Desulfovibrio 

67 3766920 Desulfovibrio acrylicus 

; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_025961.1| Acholeplasma laidlawii 
15 Acholeplasma laidlawii Bacteria; 


ref|NR_025945.1] Aeromonas 
uence 3812327 3813828 Aeromonas 
Aeromonadales; Aeromonadaceae; 


ref |NR_025934.1| Cardiobacterium 
53 3829122 Cardiobacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_025902.1| Neisseria weaveri 
01 Neisseria weaveri Bacteria; 
Neisseria. 
ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_025843.1| Sporolactobacillus 
3957761 3959244 Sporolactobacillus 
ceae; Sporolactobacillus. 
ref|NR_025813.1| Photobacterium 
46 4003543 Photobacterium lipolyticum 
Photobacterium. 
ref|NR_025812.1| Pontibacillus 
4003594 4005020 Pontibacillus 


Pontibacillus. 
gi|219846221|ref|NR_025811.1| Salinimonas 
sequence 4005071 4006477 Salinimonas 


gi|219846217 
4008054 40095 


Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


gi|219846195 


Alteromonadales; 


Alteromonadaceae; 


ref|NR_025807.1| Aeromonas molluscorum 
59 Aeromonas molluscorum Bacteria; 
Aeromonas. 


ref|NR_025785.1| Bacillus farraginis 


4041510 4042925 Bacillus farraginis Bacteria; 


205676 Bacteria_1 
strain TF-22T 16S 
G 


Proteobacteria; 


Mycobacteriaceae; 


205676 Bacteria_16S 


strain SEBR 2582 
Proteobacteria; 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


205676 Bacteria_16S 


strain AS 4.1860 


sanguinis strain 
sanguinis Bacteri 


205676 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


205676 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


205676 Bacteria_16S 4106816 4106886 7 77 gi|219846148|ref|NR_025738.1 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
205676 Bacteria_16S 4128082 4128148 1 67 gi|219846131|ref|NR_025721.1 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 412904 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Aestuariibacter. 

205676 Bacteria_16S 4129571 4129637 1 67 gi|219846130|ref|NR_025720.1 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 413053 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Aestuariibacter. 

205676 Bacteria_16S 4132650 4132716 1 67 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

205676 Bacteria_16S 4186483 4186549 1 67 gi| 219846085 |ref|NR_025675.1 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 41874 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

205676 Bacteria_16S 4212154 42122201 67 gi| 219846067 |ref|NR_025657.1 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

205676 Bacteria_16S 4221385 4221475 1 91 gi|219846060|ref|NR_025650.1 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 
Bacillales; Bacillaceae; Anaerobacillus. 

205676 Bacteria_16S 4233417 4233483 1 67 gi|219846046|ref|NR_025636.1 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
205676 Bacteria_16S 4234928 42349941 67 gi|219846045|ref|NR_025635.1 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 42358 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebs 
205676 Bacteria_16S 27690 27791 1 102 gi| 265679045 |ref|NR_029353.1 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
205676 Bacteria_16S 213530 213627 7 104 gi|265678920|ref|NR_029228.1 
strain 40 16S ribosomal RNA, partial sequence 213019 21448 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

205676 Bacteria_16S 298477 298549 1 73 gi| 265678861 |ref|NR_029167.1 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasm 
205676 Bacteria_16S 341440 341513 7 80 gi|265678830|ref|NR_029135.1 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrog 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
205676 Bacteria_16S 345972 346089 1 118 gi| 265678827 |ref|NR_029132.1 


strain 39 16S rib 
Firmicutes; Bacil 


D 
205676 Bacteria_16S 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


6S 4044964 4045030 1 67 
ribosomal RNA, partial sequence 


gi 


4046495 4046561 1 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4062955 4063021 1 67 gi 
n UNMC-MY1349 16S ribosomal RNA, compl 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
4066068 4066142 6 


67 gi 


80 gi 
eltaproteobacteria; Desulfovibrionales 
4073562 4073628 1 67 gi 


Mycobacterium. 


4075051 4075117 1 67 gi 


4082840 4082929 1 91 gi 
Firmicutes; Bacillales; Paenibacill 
4102277 4102367 1 91 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4103720 4103786 1 67 
mal RNA, partial sequence 
ia; Vib 


a; 


gi 


rionales; Vibrionaceae; Vibrio. 


osomal RNA, partial sequence 


lales; Paenibacillaceae; Brevibacillus 


4044490 40 
ammaproteobacteria; Alteromonadales; Alt 
205676 Bacteria_16S 
HDS1-1 16S riboso 
Gammaproteobacter 
205676 Bacteria_16S 
nebraskense strai 
nebraskense Bacte 


4045996 4047515 Vi 


16S ribosomal RNA, partial sequence 4065569 40669 


16S ribosomal RNA, partial sequence 4074613 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
205676 Bacteria_16S 
2301083 16S ribosomal RNA, partial seq 


4101786 41 


4103238 4104753 Vi 


219846190 
459 
eromo 
219846189 
bri 


219846177 
ete sequen 
Actinomyc 


219846175 
; Desulfov 
219846170 
1 sequence 
idae; Acti 


219846169 
760 
nebacterin 
219846164 
uence 
aceae; Pae 
219846151 
031 


219846150 
bri 


nad 


ref|NR_025780.1 
acea 
ref 
oO ez 


e; Alteromon 
NR_025779.1 
urae Bacteri 


ref |NR_025767.1 
ce 4062487 406399 
etales; Coryneba 


ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025760.1 

4073095 407456 
nomycetales; Cor 
ref|NR_025759.1 
eae; Nocardiacea 
ref|NR_025754.1 

4082348 408382 
nibacillus. 
ref|NR_025741.1 


ref 
oO ga 


NR_025740.1 
llicus Bacte 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Vibrio ezurae strain 
a; Proteobacteria; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Paenibacillus 
2 Paenibacillus 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 


monadaceae; 


Halobacillus locisalis 


locisalis Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Coenonia anatina 


Coenonia anatina Bacteria; 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Anaeroplasma 
Anaeroplasma 
ataceae; Anaeroplasma. 
Hydrogenovibrio 
enovibrio marinus 

; Hydrogenovibrio. 


, 
Brevibacillus reuszeri 


345474 346892 Brevibacillus reuszeri Bacteria; 


205676 Bacteria_16S 612634 612731 7 104 gi| 265678643 |ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

205676 Bacteria_16S 655116 655213 7 104 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

205676 Bacteria_16S 745885 745958 7 80 gi| 265678549 |ref|NR_028853.1| Acinetobacter tandoii 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter tandoii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

205676 Bacteria_16S 748635 748732 7 104 gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter bouvetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

205676 Bacteria_16S 750010 750083 7 80 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

205676 Bacteria_16S 780317 780390 7 80 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 


strain S-743 16S 
Tenericutes; Moll 
205676 Bacteria_16S 789451 789530 1 80 
strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
205676 Bacteria_16S 997787 997860 7 80 gi 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 
205676 Bacteria_16S 1029607 1029680 7 80 gi 
thermophila strain I78 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 
205676 Bacteria_16S 1064745 1064842 7 104 gi 
primoryensis strain KMM 3633 16S ribosomal RNA, partial 
primoryensis Bacteria; Proteobacteria; Gammaproteobacte 
205676 Bacteria_16S 1371507 1371576 1 70 gi 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial seq 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lent 
205676 Bacteria_16S 1422712 1422809 7 104 gi 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
205676 Bacteria_16S 1469969 1470066 7 104 gi 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partia 
pacificensis Bacteria; Proteobacteria; Gammaproteobacte 
Psychrobacter. 
205676 Bacteria_16S 1631917 1632006 1 90 gi 
inopinata strain 143-02 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichal 
205676 Bacteria_16S 1785599 1785700 1 102 gi 
strain CCUG 43457 16S ribosomal RNA, partial sequence 

Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromona 
205676 Bacteria_16S 1825381 1825478 7 104 gi 
marincola strain KMM 277 16S ribosomal RNA, partial seq 
marincola Bacteria; Proteobacteria; Gammaproteobacteria 
205676 Bacteria_16S 1826859 1826956 7 104 gi 
submarinus strain KMM 225 16S ribosomal RNA, partial se 
submarinus Bacteria; Proteobacteria; Gammaproteobacteri 
205676 Bacteria_16S 1872499 1872572 7 80 gi 
strain LUH4616 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
205676 Bacteria_16S 1913319 19133927 80 gi 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
205676 Bacteria_16S 2175394 21754917 104 gi 
strain YKJ-103 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
205676 Bacteria_16S 2603116 2603205 1 90 gi 
strain 177 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
205676 Bacteria_16S 2793120 27932211 102 gi 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostrid 


ribosomal RNA, partial sequence 


gi 


nc 
s 
ue 
is 


en 
na 


1 


ri: 


en 
es 
da 


ue 


v 
qu 
a; 
or 
na 
or 
st 


s 
ia 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678519 
789013 79048 
nebacterin 
265678379 
ce 
hales; 
265678358 


hales; 
265678334 


ria; 
228718145 


224581443 


224581406 


219878455 


219878345 


219878319 


219878318 


219878286 
1872026 18734 
219878253 
219857616 
2174910 21764 


219857266 
2602614 26041 


219857121 


99729 
Pis 


10291 
Pis 


e 


equence 
Ocean 


nce 
phaerace 


ce 14222 
dales; M 


sequence 
a; Pseud 


ce 16314 
Erysip 


, 


17851 
ceae; Dy 


nce 
Pseudomo 


ence 
Pseudom 
axellace 
19128 
dales; M 


axellace 


eurellac 


equence 
les; Clo 


eplasma. 
ref |NR_028823.1 
eae; Gordoniacea 
ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiacea 
ref |NR_028636.1 

1064282 106570 
ospi 
ref|NR_027571.1 

1371035 137251 
ae; Lentisphaera 
ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref |NR_025484.1 
30 1786580 Dysgon 
sgonomonas. 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
onadales; Moraxe 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref |NR_024897.1 


eae; Mannheimia. 
ref|NR_024749.1 

2792664 279412 
stridiaceae; Clo 


205676 Bacteria_16S 2889455 2889544 1 90 gi 


219856863 


e: 


rillales; Ma 


7 Acholeplasma axanthum Bacteria; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Marinomonas 

0 Marinomonas 
rinomonas. 
Lentisphaera araneosa 
2 Lentisphaera araneosa 


v 


’ 


Psychrobacter 
obacter maritimus 
ychrobacter. 
Psychrobacter 
0 Psychrobacter 
xellaceae; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Dysgonomonas mossii 
omonas mossii Bacteria; 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Acinetobacter parvus 
parvus Bacteria; 

rr, 

Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Psychrobacter jeotgali 
jeotgali Bacteria; 

r. 
Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Clostridium 
8 Clostridium 
stridium. 


ref|NR_024682.1 


Eubacterium budayi 


strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 


Eubacterium. 


205676 Bacteria_16S 2954632 29547111 80 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

205676 Bacteria_16S 3437282 34373557 80 gi|219846618|ref|NR_026210.1| Acinetobacter 
radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

205676 Bacteria_16S 3441810 3441883 7 80 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

205676 Bacteria_16S 3529985 3530086 1 102 gi| 219846556 |ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 3597241 3597342 1 102 gi|219846509|ref|NR_026101.1| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

205676 Bacteria_16S 3773430 3773509 1 80 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
205676 Bacteria_16S 3825108 3825176 1 69 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 

205676 Bacteria_16S 4022207 4022304 7 104 gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

205676 Bacteria_16S 4025162 4025279 1 118 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 4085852 4085913 6 67 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

205676 Bacteria_16S 4207573 4207673 1 101 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

205676 Bacteria_16S 21609 21677 1 69 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

205676 Bacteria_16S 88014 88114 1 101 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
205676 Bacteria_16S 126406 126474 1 69 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
205676 Bacteria_16S 135505 135573 1 69 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

205676 Bacteria_16S 188820 188920 1 101 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 219690 219769 1 80 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

205676 Bacteria_16S 407932 408012 1 81 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

205676 Bacteria_16S 570415 570515 1 101 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

205676 Bacteria_16S 603434 603514 1 81 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

205676 Bacteria_16S 673319 673387 1 69 gi|265678600|ref|NR_028905.1] Actinomyces coleocanis 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
205676 Bacteria_16S 693027 693103 4 80 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
strain IS1B 16S ribosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 

205676 Bacteria_16S 1087041 10871311 91 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 


1139 16S ribosomal RNA, 
Bacillales; Bacillaceae; 


complete sequence 


Bacillus. 


1086532 1088056 Bacillus akibai Bacteria; 


Firmicutes; 


205676 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


205676 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; 


paucivorans strai 
Bacteria; Firmicu 


205676 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


205676 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


205676 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


205676 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


205676 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


205676 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


205676 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


G 
205676 Bacteria_16S 


1124986 1125086 1 101 gil|2 


avobacteria; Flavobacteriales; 
1214170 1214246 1 77 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1236865 1236941 1 77 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1260858 1260934 1 77 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 
; Brevibacterium. 

1544133 1544233 1 101 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1709774 1709842 1 69 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Cryomor 


gi|2 


2 


2 


’ 


gi|2 


2 


1735604 1735672 1 69 gi 
ain R10176 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1738649 17387171 69 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1884847 18849151 


e; 


’ 


69 gi 


ridia; Clostridiales; Veillonellaceae; S 
1901639 1901707 1 69 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 


Actinomyces. 


ia 
e; 


205676 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


205676 Bacteria_16S 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
205676 Bacteria_16S 
n DSM 6283 16S ribosomal RNA, partial 


burkinensis strai 
burkinensis Bacte 


205676 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


thermolithotrophu: 
thermolithotrophu: 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


205676 Bacteria_16S 


sublithincola str 
sublithincola Bac 
205676 Bacteria_1 
olearium strain S 
Bacteria; Firmicu 
205676 Bacteria_1 
strain HPA92 16S 
Proteobacteria; G 
205676 Bacteria 1 
troitsensis strai 
troitsensis Bacte 
205676 Bacteria_1 
glycanilyticus st 
glycanilyticus Ba 
205676 Bacteria _1 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; 
205676 Bacteria_16S 
ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


ain QSSC9-3 16S ribosomal RNA, partial 
teria; 


Rl 16S ribosomal RNA, partial sequence 
tes; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


n KMM 3674 16S ribosomal RNA, partial 
ria; 


rain DS-1 16S ribosomal RNA, partial s 
cteria; 


1910339 1910407 1 69 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1951646 19517141 69 gi 
16S ribosomal RNA, partial sequence 


ia 
e; 


no 


2049246 2049326 1 81 gi 
se 
Clostridial 


69 gi 


ria; Firmicutes; Clostridia; 


2050806 2050874 1 


Clostridiales; Veillonellaceae; A 
2087531 2087611 1 81 gi 
1 


Desu 


2182950 2183018 1 69 gi 


qu 
e; 
Actinomyces. 


2423021 24231211 101 gi 


s 
Bacteroidetes; la 


2504412 2504488 1 


Flavobacteria; F 
6S 77 gi 
Clostridia; Clostridiales; 
2601562 2601630 1 69 


Lachno 
gi 


sp 
6S 


st 


6S 2737822 2737922 1 101 gi 


se 
Flavo 


gi 


Bacteroidetes; Flavobacteria; 


6S 2778229 2778309 1 80 


eq 


Firmicutes; Bacillales; Paenibac 


en 
sp 


nc 
Ac 


ce 
al 


219878384 
se 


219878382 
sequenc 
Actinomy 


al 


219878276 
6S ribosomal RNA, partial sequence 1884339 18858 
poromusa 
219878262 
1 sequen 
Actinomycet 


219878256 
1 sequen 
Actinomycet 


219878227 


219878159 


219878158 
6S ribosomal RNA, partial sequence 2050314 20518 
ridia; 


205676 Bacteria_16S 219878131 


219857611 


219857443 


219857379 


219857267 
2601060 26025 


219857162 
quence 
bacteria 
219857131 
uence 


24581403 


6S ribosomal RNA, partial sequence 1124514 11259 
phaceae; 


24581436 


1213697 12151 
Halomonad 


19878251 
iraceae; 


19846707 
e 


19857262 


1543657 15451 
ct 


19878401 


es; 


quence 


19511 
mycineae 


quence 
es; Veil 
naerosin 


sequence 
lfurobac 


ence 
Actinom 
equence 
vobacter 
25039 


iraceae; 


eurellac 


illaceae 


¢ 


ce 12363 


12603 
tinomyce 


eriaceae; 


17093 
Cory 


Actinomycet 


ref|NR_027184.1| Cryomorpha ignava 
35 Cryomorpha ignava Bacteria; 
ryomorpha. 
ref|NR_027218.1| Halomonas neptunia 
50 Halomonas neptunia Bacteria; 
aceae; Halomonas. 

ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref |NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Brevibacterium 
acterium mcbrellneri 
ineae; 


ref|NR_024893.1| Arenibacter latericius 
00 Arenibacter latericius Bacteria; 

; Arenibacter. 
ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


ref|NR_025523.1 
1735130 173662 
ales; Actino 


Actinomyces 
2 Actinomyces 
mycineae; 


ref|NR_025521.1| Actinomyces 
e 1738160 1739681 Actinomyces 
cetales; Actinomycineae; 


ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 

ref|NR_025401.1 
ce 1901160 190257 
ales; Actino 


Actinomyces 
5 Actinomyces 
mycineae; 


ref |NR_025395.1 
ce 1909867 191128 
ales; Actino 


Actinomyces 
2 Actinomyces 
mycineae; 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref |NR_025298.1 
2048758 205026 
lonellaceae; Anaeroarcus. 
ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
us. 
ref|NR_025270.1 
2087053 208849 
teriaceae; Desul 
ref|NR_025200.1 
182453 218387 
ycetales; Actino 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Anaeroarcus 

3 Anaeroarcus 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Actinomyces 

7 Actinomyces 
mycineae; 


ND 


ref|NR_025031.1 
2422553 242399 
iales; Flavobact 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref|NR_024898.1| Mannheimia ruminalis 
63 Mannheimia ruminalis Bacteria; 
eae; Mannheimia. 
ref|NR_024790.1 
2737379 273875 
les; Flavobacter 
ref|NR_024759.1 
2777747 277920 
; Paenibacillus. 


Aequorivita 

1 Aequorivita 
eriaceae; Aequorivita. 
Sporobacterium 
acterium olearium 


Arenibacter 

9 Arenibacter 
iaceae; Arenibacter. 
Paenibacillus 

8 Paenibacillus 


6S 2875723 2875791 1 69 gi 


219856874 


ref|NR_024693.1| Bacillus mojavensis 


strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; Bacillus. 


205676 Bacteria_16S 
actinosclerus str 
actinosclerus Bac 
Hymenobacter. 
205676 Bacteria_16S 
strain DSM 8239 1 
Firmicutes; Clost 
205676 Bacteria_16S 
strain CIP 103259 


205676 Bacteria_16S 
strain 6843 DSM 1 


205676 Bacteria_16S 
denticolens strai 
denticolens Bacte 
Actinomycetaceae; 
205676 Bacteria_16S 
strain 743A 16S r 
Firmicutes; Clost 
205676 Bacteria_16S 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 
205676 Bacteria_16S 
cellulolyticus st 
cellulolyticus Ba 
205676 Bacteria_16S 
strain SS20 16S r 
Proteobacteria; G 
205676 Bacteria_16S 
strain KMM 3941 1 
Bacteroidetes; Fl 
205676 Bacteria_16S 
tainanensis strai 
Bacteria; Proteob 
205676 Bacteria_16S 
cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora 
205676 Bacteria_16S 
azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 
205676 Bacteria_16S 
strain CTCBS1 16S 
Proteobacteria; G 
205676 Bacteria_16S 
strain HKI0088 16 


205676 Bacteria_16S 
joergensenii stra 
joergensenii Bact 
Desulfospira. 
205676 Bacteria_16S 
strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 
205676 Bacteria_16S 
G33 16S ribosomal 
Actinobacteridae; 
205676 Bacteria_16S 
cellulans strain 
cellulans Bacteri 
Promicromonosporaceae; 
205676 Bacteria_16S 
strain CE40 16S r 


eria; 


205676 Bacteria_16S 


teria; 


ridia; 


612 Bacteria; 


avobacteria; 


ribosomal RNA, 
ammaproteobacteria; Oceanospirillales; 


3065549 3065649 1 
Bacteroidetes; 
3275501 3275593 1 


Clostridiales; 


3413938 3414006 1 


3478512 3478580 1 


3479962 3480030 1 


3595713 3595789 1 


Clostridiales; 
3604975 3605075 1 


3852184 3852264 1 
Firmicutes; 
4055417 4055497 1 


4093373 4093473 1 


4100713 4100785 1 


n $1 16S ribosomal RNA, 
acteria; Betaproteobacteria; Neisseria 


464 543 


2003 2082 


44291 44370 


65623 65702 


77587 77666 
Proteobacteria; 


103423 103502 1 


109431 109510 1 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


118765 118844 1 


101 


93 


gi 


ain 1187 16S ribosomal RNA, partial se 
Sphingobacteria; 


gi 


6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 


Eubacteriaceae; 


69 


69 


69 


77 


ibosomal RNA, partial sequence 
ridia; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Cellulosimicrobium. 


123356 123435 1 


136973 137052 1 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


strain 27 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 


n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


gi 
35 


ATCC 33612 16S ribosomal RNA, partial 
Bacteroidetes; 


rain CD2 16S ribosomal RNA, partial se 


cteria; 


6S ribosomal RNA, partial sequence 4092900 40943 
Flavobacteriales; 


34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


in B331 16S ribosomal RNA, partial sequence 


21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


DSM 43879 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Actinomycet 


219846878 
quence 
Ss 


219846737 


Ac 
219846635 
34134 


219846590 


nomycineae 
219846589 
1 sequence 
Actinomyc 


219846511 
95254 35967 


phingoba 


nomycineae 


ref|NR_026470.1 


cteriales; 


ref |NR_026329.1 
rium. 
ref |NR_026227.1 
; Ac 


ref|NR_026182.1 


; Actinomycetac 
ref|NR_026181.1 

3479494 348091 
etal 


ref|NR_026103.1 


3065078 306652 
Flexi 


es; Actinomy 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Actinomyces israelii 


73 3414913 Actinomyces israelii Bacteria; 
tinomycetace 


ae; Actinomyces. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
e 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridiaceae; Clostridium. 
101 gi|219846503|ref|NR_026095.1| Capnocytophaga 
sequence 3604483 3605971 Capnocytophaga 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
81 gi|219846327|ref|NR_025917.1| Acetivibrio 
quence 3851732 3853195 Acetivibrio 
Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 
80 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
4054980 4056378 Halomonas koreensis Bacteria; 
Halomonadaceae; Halomonas. 
101 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
37 Arenibacter certesii Bacteria; 
Flavobacteriaceae; Arenibacter. 
73 gi|219846152|ref|NR_025742.1| Chitinibacter 
complete sequence 4100222 4101735 Chitinibacter tainanensis 
les; Neisseriaceae; Chitinibacter. 
1 80 gi|265679063|ref|NR_029371.1| Saccharomonospora 
1 1489 Saccharomonospora cyanea 
ales; Pseudonocardineae; Pseudonocardiaceae; 
1 80 gi|265679062|ref|NR_029370.1| Saccharomonospora 
1539 3029 Saccharomonospora azurea 
ales; Pseudonocardineae; Pseudonocardiaceae; 
At 80 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Halomonadaceae; Carnimonas. 
1 80 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
65168 66643 Bogoriella caseolytica Bacteria; 
ococcineae; Bogoriellaceae; Bogoriella. 
1 80 gi|265679012|ref|NR_029320.1| Desulfospira 
77090 78536 #Desulfospira 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
80 gi| 265678994 |ref|NR_029302.1| Tsukamurella pulmonis 
102976 104435 Tsukamurella pulmonis 
ales; Corynebacterineae; Tsukamurellaceae; 
80 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
108968 110448 Kocuria varians Bacteria; Actinobacteria; 
ococcaceae; Kocuria. 
80 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
equence 118321 119772 Cellulosimicrobium 
ales; Micrococcineae; 
80 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
122905 124298 Cellulomonas hominis Bacteria; 
Micrococcineae; Cellulomonadaceae; Cellulomonas. 
80 gi|265678971|ref|NR_029279.1| Oerskovia turbata 


136495 138004 Oerskovia turbata Bacteria; 


Micrococcineae; 


Cellulomonadac 


eae; Oerskovia. 


205676 Bacteria_16S 
strain ST26 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 
strain ST50 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 
helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 
205676 Bacteria_16S 
proteolyticum str 
Firmicu 


Bacteria; 


205676 Bacteria_16S 
equigenitalis str 


equigenitalis Bac 


205676 Bacteria_16S 


genavense strain 
Bacteria; Actinob 
Mycobacterium. 


205676 Bacteria_16S 


strain MCRL 0044 


205676 Bacteria_16S 


subsp. 
cremea subsp. 
Streptosporangine 


rifamycini 
rif 


205676 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


205676 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


205676 Bacteria_16S 


japonicum strain 


Cryptosporangium. 


205676 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


205676 Bacteria_16S 


nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 


205676 Bacteria_16S 


strain OK2 16S ri 


Proteobacteria; G 


205676 Bacteria_16S 


strain RV-12x 16S 


Firmicutes; Clost 


205676 Bacteria_16S 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


205676 Bacteria_16S 


strain AIP 354.02 


Firmicutes; Clost 


205676 Bacteria_16S 


tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205747 205818 9 80 gi|265678926|ref|NR_029234.1| Taylorella 
ain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 

221122 221188 1 67 gi|265678915|ref|NR_029223.1| Mycobacterium 
2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

265150 265229 1 80 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
268152 268231 1 80 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
amycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
ae; Thermomonosporaceae; Actinomadura. 

283323 283402 1 80 gi|265678871|ref|NR_029177.1| Desulfobacter 
in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

336798 336877 1 80 gi| 265678833 |ref|NR_029138.1| Parascardovia 
n B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
ria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 

342851 342930 1 80 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 

japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 

347441 347520 1 80 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
in Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus 

374074 374153 1 80 gi|265678805|ref|NR_029110.1| Kitasatospora 
n HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Kitasatospora. 

384843 384926 7 90 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
bosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

387905 387984 1 80 gi|265678796|ref|NR_029101.1| Veillonella ratti 

ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

389377 389456 1 80 gi|265678795|ref|NR_029100.1| Myceligenerans 
n XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Myceligenerans. 

394060 394135 1 76 gi|265678792|ref|NR_029097.1| Oribacterium sinus 

16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Oribacterium. 

401720 401799 1 80 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
train IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


205676 Bacteria_16S 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


205676 Bacteria_16S 


strain A288 16S r 
Actinobacteria; A 
Actinomadura. 


138532 138611 1 80 
ibosomal RNA, partial sequence 


gi 


140061 140140 1 80 
ibosomal RNA, partial sequence 


gi 


159846 159925 1 80 gi 


; Actinobacteria; Actinobacteridae; Ac 


181047 181126 1 80 gi 


tratus Bacteria; Actinobacteria; Actin 


; Agromyces. 


205676 Bacteria_16S 


strain XILO8 16S 


138055 13953 
Micr 


139582 14105 
Micr 


SM 20419 16S ribosomal RNA, partial se 


ain CG 16S ribosomal RNA, partial sequ 


265678970 


ococcineae 
265678969 


ococcineae 
265678956 
quence 

tinomyceta 


265678942 
ence 18057 


obacterida 


ribosomal RNA, complete sequence 


’ 
v 


les; 


4 182073 Clost 


e; Actinomyceta 


ref |NR_029278.1 
Sa 
ref |NR_029277.1 
Sanguibacterac 
ref|NR_029264.1 

159387 160848 
Micrococci 


ref |NR_029250.1 


1 


n 


r 


Sanguibacter suarezii 


1 Sanguibacter suarezii Bacteria; 
nguibacterac 


eae; Sanguibacter. 
Sanguibacter inulinus 


8 Sanguibacter inulinus Bacteria; 


eae; Sanguibacter. 
Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Clostridium 
idium proteolyticum 


es; Micrococcineae; 


403255 403334 1 80 gi| 265678786 |ref|NR_029091.1| Streptomyces 
YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

404798 404877 1 80 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
ibosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 

406355 406434 1 80 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 


405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanibacterium. 


205676 Bacteria_16S 409411 409490 1 80 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 423394 423473 1 80 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 424973 425088 1 116 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

205676 Bacteria_16S 435816 435895 1 80 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

205676 Bacteria_16S 445047 445130 7 90 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

205676 Bacteria_16S 449636 449715 1 80 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

205676 Bacteria_16S 452732 452811 1 80 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


strain R 16089 16S ribosomal RNA, 
Firmicutes; Bacillales; Macrococcus. 

205676 Bacteria_16S 457399 457482 7 
strain CFBP 2022 


complete sequence 452220 45376 


90 gi 


16S ribosomal RNA, partial sequence 456977 45835 


265678746 


ref |NR_029051.1 


8 Macrococcus lamae Bacteria; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

205676 Bacteria_16S 458851 458934 7 90 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

205676 Bacteria_16S 461852 461931 1 80 gi| 265678743 |ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
205676 Bacteria_16S 489416 489495 1 80 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

205676 Bacteria_16S 506377 506456 1 80 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

205676 Bacteria_16S 526113 526192 1 80 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

205676 Bacteria_16S 532169 532248 1 80 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 539831 539910 1 80 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

205676 Bacteria_16S 541348 541427 1 80 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

205676 Bacteria_16S 553582 553661 1 80 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 555141 555224 7 90 gi|265678682|ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

205676 Bacteria_16S 556683 556766 7 90 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

205676 Bacteria_16S 558227 558310 7 90 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

205676 Bacteria_16S 601837 601952 1 116 gi|265678651|ref|NR_028956.1| Gelidibacter 


mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 


Bacteria; Bacteroidetes; Flavobacteria; 


Flavobacteriale 


s; Flavoba 


cteriaceae; Geli 


dibacter. 


205676 Bacteria_16S 
psychrophilum str 
psychrophilum Bac 
205676 Bacteria_16S 
strain 520-20 16S 
Proteobacteria; 
205676 Bacteria_16S 
strain CMS90 16S 


205676 Bacteria_16S 
CMS 760r 16S ribo 
Actinobacteridae; 
205676 Bacteria_16S 
melanosporofacien 
melanosporofacien 
Streptomycetaceae; 
205676 Bacteria_16S 
pinnipedialis str 
pinnipedialis Bac 
205676 Bacteria_16S 
pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


ribosomal RNA, 


teria; 


609494 609573 1 


Firmicutes; 


640028 640111 7 


646259 646338 1 


647790 647869 1 


656571 656650 1 


661154 661233 1 


Firmicutes; 
668691 668770 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


80 


80 


ain CMS 530r 16S ribosomal RNA, partia 
teria; 


Gammaproteobacteria; Pseudomonadales; P 


s strain NRRL B-12234 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomyces. 


gi 


Jeotgal 


gi 


ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 


265678608 


ain A/G14/99/10 16S ribosomal RNA, partial sequence 
Bacillales; 


icoccus. 
265678603 
al sequenc 


ref 


ref 


sequence 65613 


e; Actinomycet 


2 


ales; 


80 gi|265678645|ref|NR_028950.1| Planomicrobium 
1 sequence 609006 610485 Planomicrobium 
Bacillales; Planococcaceae; Planomicrobium. 
90 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
seudomonadaceae; Pseudomonas. 
80 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
645783 647259 Arthrobacter roseus Bacteria; 
; Micrococcaceae; Arthrobacter. 
80 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
somal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
80 gi|265678612|ref|NR_028917.1| Streptomyces 


657614 Streptomyces 


tinomycetales; Streptomycineae; 
NR_028913.1| Jeotgalicoccus 
660668 662086 Jeotgalicoccus 
NR_028908.1| Arcanobacterium 
e 668320 669706 Arcanobacterium 


Actinomycineae; 


205676 Bacteria_16S 686852 686931 1 80 gi| 265678591 |ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
205676 Bacteria_16S 706258 706333 1 76 gi| 265678578 |ref|NR_028883.1| Dorea longicatena 
strain 111-35 16S ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

205676 Bacteria_16S 713834 713913 1 80 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

205676 Bacteria_16S 735321 735400 1 80 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
205676 Bacteria_16S 740003 740082 1 80 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria 
Pseudonocardiaceae; 


Pseudonocardineae; 
205676 Bacteria_16S 


strain LA1 16S ribosomal RNA, 
avobacteria; 


Bacteroidetes; Fl 
205676 Bacteria_16S 
VKM Ac-1800 16S r 


205676 Bacteria_16S 
montpellierensis 
montpellierensis 
205676 Bacteria_16S 
suicloacalis stra 
suicloacalis Bacteria; 
205676 Bacteria_16S 

strain YIM90005 1 


205676 Bacteria_16S 
cellulosilytica s 
cellulosilytica B 
Promicromonosporaceae; 
205676 Bacteria_16S 

beijiangensis str 
beijiangensis Bac 
Streptomycetaceae; 
205676 Bacteria_16S 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 81510 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinob 
Pseudonocardia. 
205676 Bacteria_16S 


744461 744576 1 


755742 755821 1 
766436 766515 1 


Firmicutes; 
772544 772623 1 


Firmicutes; 
774079 774158 1 


781838 781917 1 


Xylanimonas. 


786405 786484 1 


815553 815632 1 


846047 846122 1 


Saccharomonospor 


116 


partial sequence 
Flavobacteriales; 


80 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


80 


Clostridia; 
80 


80 


80 


80 


80 


76 


strain 19 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 
205676 Bacteria_16S 


ridia; 


Clostridiales; 
851883 851962 1 


gi 


744001 74541 
Flavobacteriaceae; 
ref 
7 Agromyces albus Bacteria; 


gi 


755262 75674 


gi 


strain ADV 281.99 16S ribosomal RNA, p 


Bacteria; Clos 


gi 


in PPC79 16S ribosomal RNA, partial sequence 
Lactobacillales; Carnobacteriac 
ref 


2 Prauserella alba Bacteria; 


gi 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardine 


gi 


train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


gi 


ain YIM6 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomyces. 


gi 


gi 


845553 84708 


Clostridiaceae; 


80 


gi 


a. 
265678550 


265678542 


v 
265678535 
artial sequ 
tridiales; 
265678531 


265678530 


265678524 
sequence 
dae; Actino 


265678521 


265678502 
ales; Pseud 


265678482 


265678478 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 


v 


ref 
8 Psychroflexus 


ref 


ref 
772034 77357 


ref 
781358 782875 


ref 
785920 787418 


ref 
9 816530 Pseudo 


ref 
1 Clostridium scindens Bacteria; 
Clostridium. 

ref 


Ps 


Mi 


enc 


Vei 


eae 


ae; 


myc 


cet 


ono 


NR_028854.1 


ychroflexus. 
NR_028846.1 


crobacteriac 
NR_028839.1 
e 765978 
llonellaceae 
NR_028835.1 
9 
; Atopostipe 
NR_028834.1 


Pseudonocar 
NR_028828.1 


etales; Micr 
NR_028825.1 
ales; Strept 
NR_028805.1 
cardineae; P 


NR_028785.1 


Actinobacteridae; Actinomycetales; 


Psychroflexus tropicus 
tropicus Bacteria; 


Agromyces albus strain 


eae; Agromyces. 
Veillonella 
767386 Veillonella 

; Veillonella. 
Atopostipes 
Atopostipes 

Ss. 

Prauserella alba 


diaceae; Prauserella. 
Xylanimonas 
Xylanimonas 
ococcineae; 


Streptomyces 
Streptomyces 
omycineae; 


Pseudonocardia 
nocardia zijingensis 


seudonocardiaceae; 


Clostridium scindens 


NR_028781.1 


Kineococcus 


851409 852783 Kineococcus 


radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 


Kineosporiaceae; Kineococcus. 
205676 Bacteria_16S 861097 861176 1 


80 


strain K24 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


205676 Bacteria_16S 877595 877674 1 


205676 Bacteria_16S 885189 885268 1 


strain VKM Ac-1799 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Rathayibacter. 


205676 Bacteria_16S 886723 886802 1 


strain VKM Ac-1804 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


205676 Bacteria_16S 909713 909788 1 


xylanovorans strain HESP1 16S ribosomal RNA, partial se 


xylanovorans Bacteria; 
205676 Bacteria_16S 


Firmicutes; 
911283 911362 1 


Clostridia; 


80 


80 


80 


gi 


gi 


gi 


gi 


265678471 
860647 862130 Amycolatopsis 
donocardineae; 
265678460 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
265678454 


ales; 
265678453 


886247 887732 Agreia 
ococcineae; 


ref|NR_028774.1 


ref 


NR_028763.1 


ref|NR_028756.1 


Amycolatopsis sacchari 
sacchari Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Rathayibacter caricis 


884701 886196 Rathayibacter caricis 


ref|NR_028755.1 


Micrococcineae; Microbacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 


Microbacteriaceae; Agreia. 


76 gi| 265678438 |ref|NR_028740.1| Clostridium 
quence 909211 910743 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
80 gi| 265678437 |ref|NR_028739.1| Leifsonia poae strain 


VKM Ac-1401 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


205676 Bacteria_16S 912805 912884 1 


aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, p 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteri 


Lechevalieria. 
914363 914442 1 


Actinosynnemataceae; 
205676 Bacteria_16S 
pretiosum subsp. 


80 


80 


pretiosum strain C-15003 16S ribosomal 


910794 91228 
ococcineae; 
265678436 
artial sequence 
dae; 


gi 


gi 


265678435 


ref |NR_028738.1 
912332 


Actinomycetales; 


ref 
RNA, partial 


NR_028737.1 
sequence 


; Microbacteriaceae; 


1 Leifsonia poae Bacteria; 


Leifsonia. 
Lechevalieria 
913840 Lechevalieria 


Pseudonocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
205676 Bacteria_16S 
strain LSv21 16S 


922197 922300 1 


205676 Bacteria_16S 923767 923870 1 
oceanense strain 
Bacteria; 
205676 Bacteria_16S 931375 931450 1 
algidixylanolyticum Bacteria; 
205676 Bacteria_16S 968460 968539 1 


Streptomycetaceae; Kitasatospora. 
205676 Bacteria_16S 1085463 1085542 1 


Firmicutes; 


Pseudonocardineae; Actinosynnemataceae; 


104 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


104 


ASv26 16S ribosomal RNA, partial seque 
Proteobacteria; Deltaproteobacteria; Desulfob 


76 


80 


80 


gi 


gi 


gi 


gi 


gi 


265678430 
921679 923198 Desulfofrigus 


265678429 
nce 
acterales; 
265678424 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 
Clostridia; Cl 
265678398 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 

cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 


265678319 


Actinosynnema. 
ref |NR_028732.1 


Desulfobacteraceae; Desul 
ref|NR_028731.1 
923249 924771 Desulf 
Desulfobacterac 
ref|NR_028726.1 
930884 
ostridiales; Clostridiace 
ref|NR_028700.1 

967981 969477 
Actinomycetales; Strep 


ref|NR_028621.1 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Clostridium 
932385 Clostridium 
ae; Clostridium. 
Kitasatospora 
Kitasatospora 
tomycineae; 


Streptomyces tauricus 


strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Streptomycineae; Streptomyceta 


Actinobacteria; Actinobacteridae; Actinomycetales; 


205676 Bacteria_16S 1088610 1088693 7 
Bacteria; 


205676 Bacteria_16S 1097588 1097667 1 


Streptomycetaceae; 
205676 Bacteria_16S 


Streptomyces. 
1099099 1099178 1 


Streptosporangiaceae; Acrocarpospora. 
205676 Bacteria_16S 1102068 1102147 1 
strain 14 16S ribosomal 


205676 Bacteria_16S 1112769 1112848 1 
halophilum strain 76 16S 
Bacteria; Actinobacteria; 
Microbacterium. 
205676 Bacteria_16S 
strain I-132 16S 


1114311 11143901 
ribosomal RNA, 


1115837 1115916 1 
ribosomal RNA, 


205676 Bacteria_16S 
strain I-273 16S 


205676 Bacteria_16S 1158112 11581911 
1279 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; 


Thermales; 


90 


80 


80 


80 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micro 


80 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomyceta 


80 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


80 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


80 


gi 


gi 


gi 


gi 


gi 


gi 


Kineo 
gi 


Kineo 
gi 


265678317 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudo: 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
265678311 
scabrisporus strain KM-4927 16S ribosomal RNA, partial s 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 


265678310 
macrocephala strain IFO 16266 16S ribosomal RNA, partial 


macrocephala Bacteria; Actinobacteria; Actinobacteridae; 


265678308 
1101592 11031 


265678300 


265678299 
1113840 11153 


265678298 
1115364 11168 


228721491 


ref|NR_028619.1 


ref|NR_028613.1 
equence 1097121 109859 
Actinomycetales; Strepto 


ref|NR_028612.1 
sequence 1098650 110009 
Actinomycetales; Strepto 


ref|NR_028610.1 
coccineae; Microbacteriac 
ref|NR_028601.1 

1112307 1113789 Microb 
les; Micrococcineae; Micr 


ref |NR_028600.1 


sporiineae; Kineosporiace 
ref |NR_028599.1 


sporiineae; Kineosporiace 


ceae; Streptomyces. 
Pseudomonas 

monas psychrophila 
Pseudomonas. 
Streptomyces 

9 Streptomyces 
mycineae; 


Acrocarpospora 
8 Acrocarpospora 


sporangineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 


ref|NR_027614.1 


Meiothermus ruber DSM 


1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 


Thermaceae; 


Meiothermus. 


205676 Bacteria_16S 1161190 1161269 1 80 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 
205676 Bacteria_16S 1170301 1170380 1 80 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 


205676 Bacteria_16S 1191407 1191486 1 80 gi|228715750|ref|NR_027538.1| Persephonella marina 
strain EX-H1l 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

205676 Bacteria_16S 1203631 12037101 80 gi|228715356|ref|NR_027528.1] Collinsella 


intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
205676 Bacteria_16S 1205138 1205217 1 80 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
205676 Bacteria_16S 1221620 1221699 1 80 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

205676 Bacteria_16S 1226170 1226249 1 80 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 
205676 Bacteria_16S 1241417 1241496 1 80 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 


205676 Bacteria_16S 1245916 1245995 1 80 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
205676 Bacteria_16S 1254835 1254914 1 80 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

205676 Bacteria_16S 1280279 1280358 1 80 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 
205676 Bacteria_16S 1281747 1281830 7 90 gi|219846087|ref|NR_025677.1| Entomoplasma somnilux 
strain PYAN-1 16S ribosomal RNA, partial sequence 1281261 1282749 Entomoplasma somnilux Bacteria; 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
205676 Bacteria_16S 1284824 1284903 1 80 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 


205676 Bacteria_16S 1286381 1286460 1 80 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

205676 Bacteria_16S 1289441 1289520 1 80 gi|219846501|ref|NR_026093.1| Atopobium parvulum 


strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 


205676 Bacteria_16S 1296883 1296962 1 80 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 1299839 1299918 1 80 gi|219846779|ref|NR_026371.1| Kribbella koreensis 


strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
205676 Bacteria_16S 1302937 1303012 1 76 gi|219846514|ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
205676 Bacteria_16S 1307520 1307599 1 80 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 

1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 


205676 Bacteria_16S 1316703 1316782 1 80 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

205676 Bacteria_16S 1328944 1329023 1 80 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

205676 Bacteria_16S 1333622 1333701 1 80 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 


Beutenbergia. 


205676 Bacteria_16S 1344324 1344403 1 80 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 

205676 Bacteria_16S 1348924 1349003 1 80 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

205676 Bacteria_16S 1363874 1363949 1 76 gi|228719063|ref|NR_027579.1| Ruminococcus lactaris 
strain ATCC 29176 16S ribosomal RNA, partial sequence 1363415 1364816 Ruminococcus lactaris ATCC 
29176 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

205676 Bacteria_16S 1366891 1366970 1 80 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 
strain E58 16S ribosomal RNA, complete sequence 1366379 1367926 Chlamydophila pecorum E58 Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

205676 Bacteria_16S 1401569 1401648 1 80 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

205676 Bacteria_16S 1409008 1409083 1 76 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 1415034 14151177 90 gi| 224581448 |ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

205676 Bacteria_16S 1416557 1416636 1 80 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

205676 Bacteria_16S 1419607 1419686 1 80 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 1425768 1425847 1 80 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 1427333 1427412 1 80 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 1436621 1436700 1 80 gi|224581430|ref|NR_027212.1| Oceanithermus 
profundus strain 506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

205676 Bacteria_16S 1439705 1439784 1 80 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
205676 Bacteria_16S 1441285 1441364 1 80 gi| 224581427 |ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

205676 Bacteria_16S 1457787 1457866 1 80 gi|224581414|ref|NR_027195.1| Arcanobacterium 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Arcanobacterium. 

205676 Bacteria_16S 1460776 1460855 1 80 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

205676 Bacteria_16S 1474369 1474448 1 80 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 1488202 1488281 1 80 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 1491228 1491303 1 76 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 1497228 1497307 1 80 gi|219846665|ref|NR_026257.1| Halanaerobium 


saccharolyticum s 


Halanaerobiales; 


ubsp. 


Halanaerobiaceae; Halanaerobium. 


saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 
1498218 Halanaerobium saccharolyticum subsp. 


1496733 


saccharolyticum Bacteria; Firmicutes; Clostridia; 


205676 Bacteria_16S 
51271 16S ribosomal RNA, 


Firmicutes; Clost 
subsp. elongata s 
elongata subsp. e 
Neisseria. 


205676 Bacteria_16S 


strain 34hs1 16S 
Firmicutes; Bacil 


205676 Bacteria_16S 


phosphitoxidans s 


phosphitoxidans Bacteria; 


Desulfotignum. 


205676 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


strain JCM3369 16 


Actinomadura. 


205676 Bacteria_16S 


strain JCM3146 16 


Actinoallomurus. 


205676 Bacteria_16S 
ATCC 43269 16S ribosomal RNA, partial sequence 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


205676 Bacteria_16S 


strain JCM 3325 1 


Actinomadura. 


205676 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


ia; Actinobacteria; Actinobacteridae; Actinomyce 
ae; Actinomadura. 
1534828 1534907 1 80 gi| 219857414 
6S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
1536337 1536416 1 80 gi| 219857378 
NRRL B-16134 16S ribosomal RNA, partial sequenc 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
ae; Saccharothrix. 
1539459 1539538 1 80 gi| 219857376 


205676 Bacteria_16S 


strain NRRL B-162 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


205676 Bacteria_16S 
NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


205676 Bacteria_16S 
HKI 0190 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


paranensis strain 
paranensis Bacter 
Streptomycetaceae 


205676 Bacteria_16S 
HKI 0186 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


terrestris strain 
terrestris Bacter 
Streptomycetaceae 


205676 Bacteria_16S 
HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


gansuensis strain 


Streptomycetaceae 


205676 Bacteria_16S 


strain JCM 9114 1 


strain DSM 40258 


Streptomycetaceae 


1498740 1498819 1 


1507664 1507730 1 


1513639 1513718 1 


lales; Bacillaceae; 


1516654 1516733 1 
Proteobacteria; 


1519623 1519698 1 


1527281 1527360 1 


1528785 1528864 1 


1530293 1530372 1 


1541008 1541087 1 


ae; Actinokineospora. 
1542568 1542647 1 


ia; 


ae; Actinokineospora. 


1556012 1556091 1 


; Kitasatospora. 
1557506 1557585 1 


; Kitasatospora. 
1559000 1559079 1 


; Kitasatospora. 
1575511 1575590 1 


1589296 1589375 1 


1590844 1590923 1 


; Streptomyces. 


205676 Bacteria_16S 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 


1592392 1592471 1 


complete sequence 


80 


1498269 1499735 Catonella 
ridia; Clostridiales; Lachnospiraceae; Catonella. 
205676 Bacteria_16S 
train ATCC 25295 16S ribosomal RNA, 
longata Bacteria; Proteobacteria; Betaproteobacteria; 


67 


80 


ribosomal RNA, partial sequence 
Bacillus. 


80 


train FiPS3 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


76 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; Hespellia. 
205676 Bacteria_16S 


80 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


80 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


80 


38 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
205676 Bacteria_16S 
n NRRL B-24048 16S ribosomal RNA, partial sequen 
ria; Actinobacteria; Actinobacteridae; 


80 


80 


80 


80 


80 


80 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
205676 Bacteria_16S 


80 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 


80 


80 


gi|219846656 


gi| 219846303 


gi|219878119 
1513128 15146 
gi|219873435 


gi|219857617 
1519166 15206 


gi| 219857435 
1526835 15282 


Streptosporangineae; 


gi| 219857434 
1528339 15297 
Streptosporang 


gi|219857433 


15389 
gi| 219857375 
Actinomyc 
219857374 


sequenc 
Actinomyce 


gi 
gi|219846194 
Actinomyce 
gi| 219846193 


Actinomyce 


gi|219846192 


Actinomyce 


gi| 219856867 


gi|219878485 


Streptomycineae; Streptomycetaceae; 


gi|219878484 


Actinomy 


complete sequence 


Desulfobacterales; 


Catonella morbi ATCC 
51271 Bacteria; 


ref|NR_026248.1 


morbi ATCC 


ref|NR_025893.1| Neisseria elongata 
1507158 1508633 Neisseria 


Neisseriales; Neisseriaceae; 


ref|NR_025258.1| Bacillus odysseyi 
43 Bacillus odysseyi Bacteria; 


ref|NR_025194.1| Desulfotignum 
1516159 1517596 Desulfotignum 
Desulfobacteraceae; 


ref|NR_025206.1| Hespellia porcina 
14 Hespellia porcina Bacteria; 


ref |NR_025023.1 
88 Actinomadura 


Actinomadura yumaensis 
yumaensis Bacteria; 
Thermomonosporaceae; 


ref|NR_025022.1| Actinomadura spadix 
96 Actinoallomurus spadix Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_025021.1| Actinomadura 
1529847 1531308 Actinomadura 
tales; Streptosporangineae; 


ref|NR_025002.1 
13 Actinomadura 
ineae; 


Actinomadura vinacea 
vinacea Bacteria; 
Thermomonosporaceae; 


ref|NR_024966.1| Saccharothrix 
e 1535864 1537375 Saccharothrix 
tales; Pseudonocardineae; 


ref|NR_024964.1| Crossiella cryophila 
86 1540484 Crossiella cryophila Bacteria; 
eae; Pseudonocardiaceae; Crossiella. 
ref|NR_024963.1| Actinokineospora 

ce 1540535 1542044 Actinokineospora 
etales; Pseudonocardineae; 


ref|NR_024962.1| Actinokineospora 
e 1542095 1543606 Actinokineospora 
tales; Pseudonocardineae; 


ref|NR_025784.1| Kitasatospora 
1555586 1557031 Kitasatospora 
tales; Streptomycineae; 


ref|NR_025783.1| Kitasatospora 
1557082 1558525 Kitasatospora 
tales; Streptomycineae; 


ref|NR_025782.1| Kitasatospora 
1558576 1560004 Kitasatospora 
tales; Streptomycineae; 


ref|NR_024686.1| Lentzea waywayandensis 
26 Lentzea waywayandensis Bacteria; 
eae; Actinosynnemataceae; Lentzea. 
ref|NR_025624.1| Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 
Streptomyces. 
ref|NR_025623.1| Streptomyces 

1590391 1591888 Streptomyces 
cetales; Streptomycineae; 


gi|219878483 


ref|NR_025622.1| Streptomyces rimosus 


1591939 1593434 Streptomyces 


rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
205676 Bacteria_16S 1593938 1594017 1 80 gi 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, pa 
chrestomyceticus Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 1595485 1595564 1 80 gi 
sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 
205676 Bacteria_16S 1597033 15971121 


2 
1 
; 


80 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
205676 Bacteria_16S 1598581 1598660 1 80 gi 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 1600129 1600208 1 
strain DSM 40597 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
205676 Bacteria_16S 1601677 1601756 1 80 gi 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


pt 


p 
te 


80 gi 


pt 


rt 
id 


RN. 
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19878481 
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Actinomy 


219878480 
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omycinea 
219878479 
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219878478 
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219878477 
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s 


ridae; Actin 
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ceta 
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e; S 
ref 
eque 
ref 
e; S 


ref 
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ence 
nomy' 


1595032 159652 


77 Streptomyces 


73 Streptomyces 


NR_025621.1 
159348 
cetales; Str 


NR_025620.1 
les; Strepto: 
NR_025619.1 
treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 
NR_025617.1 
treptomyceta 


NR_025616.1 
equence 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; Streptomycetaceae; Streptomyces. 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Amycolatopsis 


nce 1675626 1677096 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 


seudonocardiaceae; 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 


205676 Bacteria_16S 1635038 16351171 80 gi| 219878453 |ref|NR_025592.1 

maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planoc 

Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

205676 Bacteria_16S 1636500 1636579 1 80 gi| 219878452 |ref|NR_025591.1 

R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteri 

Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 1637991 1638070 1 80 gi|219878451|ref|NR_025590.1 

R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacte 

Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 1642572 1642655 7 90 gi| 219878448 |ref|NR_025587.1 

strain CMS 38 16S ribosomal RNA, partial sequence 1642082 16435 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 

205676 Bacteria_16S 1644133 1644216 7 90 gi| 219878447 |ref|NR_025586.1 

strain CMS 35 16S ribosomal RNA, partial sequence 1643643 16451 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 

205676 Bacteria_16S 1665495 1665574 1 80 gi|219878431|ref|NR_025570.1 

albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 

Kibdelosporangium. 

205676 Bacteria_16S 1668574 1668653 1 80 gi| 219878429 |ref|NR_025568.1 

strain R2014 16S ribosomal RNA, partial sequence 1668114 16695 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 

205676 Bacteria_16S 1670130 1670205 1 76 gi| 219878428 |ref|NR_025567.1 

strain 16351 16S ribosomal RNA, partial sequence 1669639 16711 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 1676087 1676166 1 80 gi|219878424|ref|NR_025563.1 

keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial seque 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 

205676 Bacteria_16S 1677604 1677683 1 80 gi| 219878423 |ref|NR_025562.1 

decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 167861 

decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 

Pseudonocardiaceae; Amycolatopsis. 

205676 Bacteria_16S 1679125 1679204 1 80 gi|219878422|ref|NR_025561.1 

strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycol 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 

Amycolatopsis. 

205676 Bacteria_16S 1685234 1685313 1 80 gi| 219878418 |ref|NR_025557.1 

strain 4-1 16S ribosomal RNA, partial sequence 1684753 16861 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 1689783 1689862 1 80 gi|219878414|ref|NR_025553.1 

rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planoc 

Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

205676 Bacteria_16S 1694452 1694535 7 90 gi|219878411|ref|NR_025550.1 

strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 16954 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 

205676 Bacteria_16S 1695996 1696079 7 90 gi|219878410|ref|NR_025549.1 


strain TOl 16S ribosomal RNA, partial sequence 


Pseudomonas tremae 


1695512 1697005 Pseudomonas tremae Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


205676 Bacteria_ 
strain RB-8 16S r 
G 
205676 Bacteria_ 
namibiensis strai 
namibiensis Bacte 
Thermomonosporace 
205676 Bacteria_ 
strain ISP 5293 1 


Proteobacteria; 


205676 Bacteria_ 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


205676 Bacteria_ 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


205676 Bacteria_ 


saxobsidens strai 
saxobsidens Bacte 


Blastococcus. 
205676 Bacteria_ 


decolorationis st 
decolorationis Ba 


205676 Bacteria_ 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


205676 Bacteria_ 
strain DSM 46000 


205676 Bacteria_ 


flaccumfaciens pv 


Actinomycetales; 
205676 Bacteria_ 


strain P 297/02 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


205676 Bacteria_ 


herbarum strain P 
herbarum Bacteria 


Curtobacterium. 
205676 Bacteria_ 


strain P 229/10 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
205676 Bacteria_16S 1832916 1832995 1 80 gi| 219878313 |ref|NR_025452.1 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 183383 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidoba 
Bifidobacterium. 

205676 Bacteria_16S 1834365 1834444 1 80 gi|219878312|ref|NR_025451.1 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 183531 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Microbacteriaceae; Gulosibacter. 

205676 Bacteria_16S 1842119 1842198 1 80 gi| 219878307 |ref|NR_025446.1 


strain DSM 497 16 
Bacil 
205676 Bacteria_16S 
hippocoleae strai 
hippocoleae Bacte 


Firmicutes; 


Actinomycetaceae; 


205676 Bacteria_16S 
DSM 44411 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


halophila strain 


halophila Bacteri 
Pseudonocardiacea 
205676 Bacteria_16S 


strain DSM 11713 
Firmicutes; 


Bacil 
205676 Bacteria_16S 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 


16S 1737149 1737232 7 90 


ibosomal RNA, partial sequence 


gi 


16S 1746328 1746407 1 80 gi 


Actinomadura. 
1771961 1772040 1 


ae; 


16S 80 gi 


16S 1773459 1773538 1 80 gi 


; Streptomyces. 
16S 1774956 1775035 1 80 gi 
n ISP 5166 16S ribosomal RNA, partial 


; Streptomyces. 


16S 1788497 1788576 1 80 gi 


16S 1802279 1802358 1 80 gi 


cteria; 
16S 


Firmicutes; Bacillales; 


1805380 1805459 1 80 gi 


; Oerskovia. 


16S 1806918 1806997 1 80 gi 


16S 1811499 1811578 1 80 gi 


16S 1820709 1820788 1 80 gi 


, 


16S 1822233 1822312 1 80 gi 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1848229 1848308 1 80 gi 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 


1886394 1886473 1 80 gi 


e; Saccharomonospora. 


1891002 1891081 1 80 gi 


lales; Bacillaceae; Bacillus. 


1892523 1892602 1 80 


gi 


n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 


Stre 


rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 


ria; Actinobacteria; Actinobacteridae; 


n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


rain LMG 19507 16S ribosomal RNA, part 
Bacill 


ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. 


420/07 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


n CCUG 44697 16S ribosomal RNA, partia 


219878383 


1736673 17381 
ammaproteobacteria; Oceanospirillales; 


Oo 
219878376 
1 


219878355 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 

219878354 
al 
ae 


’ 


219878353 
sequence 


219878343 
uence 


219878334 
ia 
aceae; 
219878332 
al 
e; 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219878328 
ib 


Micrococcineae; Microbacteriaceae; Curtobacterium. 
16S 1819176 1819255 1 80 gi|219878323|ref|NR_025462.1 
6S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter 


oc 
219878322 
uence 

ti 


219878321 


6S ribosomal RNA, partial sequence 1821775 18232 


1841624 18431 


219878303 
1 


219878274 
equence 


219878270 


16S ribosomal RNA, partial sequence 1890504 18919 


219878269 


sequence 
Actinomyc 


omycinea 


sequenc 
Actino: 


Actinomyc 


Actinomyc 
1 sequen 
Bac 


sequenc 
Actinomycet 


occineae 


osomal RNA, 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


occineae; 


nomyceta 


sequence 
Actinomyc 


inomycet 


ref|NR_025522.1 


ref|NR_025515.1 
1745863 174730 
etales; Strepto 


ref|NR_025494.1 
83 Streptomyces 
e; Streptomycet 
ref|NR_025493.1 
e 1773034 177448 
mycetales; Stre 


ref|NR_025492.1 
1774532 177597 
etales; Strepto 


ref |NR_025482.1 
1788037 178951 
etales; Frankin 


ref|NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025471.1 
e 1804913 180639 
ales; Microc 


ref|NR_025470.1 


; Ce 
ref 


1llulomonadac 
NR_025467.1 
partial sequ 


3; Microbacteriac 
ref|NR_025461.1 

1820242 182172 
les; Micrococcin 


ref |NR_025460.1 


ref |NR_025442.1 
1847763 184924 
etales; Actinomy 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


, 


ref |NR_025409.1 


ref 


Ss 


Pp 


e 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 
leispira. 


Actinomadura 
0 Actinomadura 
porangineae; 


Streptomyces arenae 


arenae Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Bacillus 
0 Bacillus 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Curtobacterium 
ence 1811040 1812516 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Gulosibacter 
7 Gulosibacter 


occineae; 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Saccharomonospora 
1 Saccharomonospora 


rdineae; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 


NR_025408.1 
189204 


psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


0 1893527 Bacillus 


205676 Bacteria_ 


CIP 106764 16S ri 
Lacto 


Firmicutes; 
205676 Bacteria_ 


strain CCUG 41709 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


205676 Bacteria_ 
strain DSM 12654 
Firmicutes; 
205676 Bacteria_ 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


205676 Bacteria_ 
strain LMG 17489 
Firmicutes; 
205676 Bacteria_ 


urogenitalis stra 
urogenitalis Bact 


Actinomycetaceae; 
205676 Bacteria_ 


haemolyticum stra 


haemolyticum DSM 
Actinomycetaceae; 
205676 Bacteria_ 


paucivorans strai 
paucivorans Bacte 


205676 Bacteria_ 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


205676 Bacteria_ 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


205676 Bacteria_ 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


205676 Bacteria_ 
strain DSM 43030 


Actinobacteria; Actinoba 
205676 Bacteria_16S 
strain TF-9 16S r 
Bacil 
205676 Bacteria_16S 
palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 
205676 Bacteria_16S 
skagerrakense str 


Firmicutes; 


skagerrakense Bac 


205676 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; 


Pseudomonas. 


205676 Bacteria_16S 


strain YIM 90001 


Actinobacteria; Actinoba 
205676 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


205676 Bacteria_16S 


strain PK-Blue 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


Bacil 


Bacil 


G 
205676 Bacteria_16S 
umsongensis strai 
umsongensis Bacte 


16S 1903120 1903199 1 80 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
16S 1907346 1907425 1 80 gi 


16S ribosomal RNA, partial sequence 


gi 


16S 1911815 1911894 1 80 gi 
lales; Planococcaceae; Ureibacillus. 
16S 1931845 19319241 80 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

16S 1945498 1945577 1 80 gi 
lales; Bacillaceae; Bacillus. 

16S 1954580 1954659 1 80 gi 


in CCUG 38702 16S ribosomal RNA, parti 


Actinomyces. 

16S 1980370 1980449 1 80 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

16S 2039856 2039935 1 80 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
16S 2053908 2053987 1 80 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

16S 2056888 2056967 1 80 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 2058427 2058506 1 80 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
; Streptomyces. 

16S 2110290 2110369 1 
16S rib 


80 gi 
cteridae; Actinomycetales; 
2114831 21149101 80 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
2139073 2139152 1 80 gi 
train 1Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
e; Amycolatopsis. 
2142035 2142138 1 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 
2143546 2143629 7 90 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2145051 2145134 7 90 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


Stre 
gi 


104 gi 


2149643 2149722 1 
16S rib 


80 gi 
cteridae; Actinomycetales; Pseu 
2166242 21663211 80 gi 
s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 

2167756 2167835 1 80 

S ribosomal RNA, partial sequence 


gi 


Stre 


no 


al 


al 
eria; Actinobacteria; Actinobacteridae; 


al 
ba 


eq 
co 


al 
e; 


ri 


pt 


se 
da 


ue 
la 


se 


eq 
ia 


do 


al 
er 


pt 


2219282 22193657 90 gi 


219878261 


1902626 19040 


219878258 


219878255 


16S ribosomal RNA, partial sequence 1911333 19128 


219878240 


v 


219878231 


16S ribosomal RNA, partial sequence 1945009 19464 


219878225 


’ 


219878208 


219878168 
uence 
ccace 
219878155 
sequ 
Acti 


219878153 
sequence 
Actino: 


219878152 
sequence 
dae; 


219873436 


osomal RNA, partial sequence 2109822 21113 
omycinea 


219857658 


2114343 21158 


219857642 
quence 
e; 


219857640 
nce 


219857639 


2143068 21445 
udomonad 


219857638 
uence 


, 


219857635 


osomal RNA, partial sequence 2149165 21506 
nocardin 


219857624 


219857623 


2167280 21687 
omycinea 


219857586 


19068 
mycineae 


sequenc 
Actinomy 


sequenc 
Actinomy 


sequenc 


cteridae 


ae; 


enc 
nomycet 


myc 


Act 


Actin 


vobacter 


Pseudo: 


sequenc 
idae; Ac 


ref 


ref 
68 1 


, 
ref 


ref 
el 


ref 


ref 


ref 


’ 


ref 


ref 


ref 
etal 


ref 


ref 


e; S 
ref 


ref 
2 
omyc 


ref 

2 
iale 
ref 
acea 
ref 

2 
mona 


ref 


eae; 
ref 


tino 
ref 


e; S 


Ac 


21 Ureibacillus 


ceta 


e 1954098 19555 
ceta 


e 1979903 19813 
Ac 


2039358 20408 
Dol 


e 2053442 205491 
Strept 
2056438 205792 
2057971 20594 


inomycetales; 


30 Streptomyces 


138615 21400 


141553 21430 


144573 21460 


e 2165786 21672 


69 Streptomyces 


NR_025400.1 


NR_025397.1 
908267 Actin 
tinomycetac 
NR_025394.1 


NR_025379.1 
931360 19327 
les; Actino 


NR_025370.1 


NR_025364.1 
les; Actino 
NR_025347.1 


tinomycetal 


NR_025307.1 
6 
osicoccus. 
NR_025294.1 


ales; 
NR_025292.1 
es; 


NR_025291.1 
6 
s 


NR_025250.1 


treptomycet 
NR_025247.1 


NR_025231.1 
4 
etales; Pseu 
NR_025229.1 
1 
s; Flavobact 
NR_025228.1 


e; Pseudomon 
NR_025227.1 
2 
d 


dales; Pseu 


NR_025224.1 


Pseudonocar 
NR_025213.1 
2 
mycetales; P 
NR_025212.1 


treptomyceta 


ref 


extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


O: 
e 


6 
mycineae; 


2 
mycineae; 


8 
e 


t 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Ureibacillus terrenus 


terrenus Bacteria; 


Actinomyces 
0 Actinomyces 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Actinomyces 
0 Actinomyces 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Dolosicoccus 
7 Dolosicoccus 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Streptomyces humiferus 


humiferus Bacteria; 
a 


ceae; Streptomyces. 
Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Pseudonocardia 

9 Pseudonocardia 
seudonocardineae; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 


NR_025174.1 
221879 


Pseudomonas 
2 2220307 Pseudomonas 


205676 Bacteria_16S 2231370 2231449 1 80 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

205676 Bacteria_16S 2234438 22345217 90 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

205676 Bacteria_16S 2246519 2246598 1 80 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 2248096 2248175 1 80 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 2257284 2257363 1 80 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 2260408 2260487 1 80 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 


thermospinosisporus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; 
205676 Bacteria_ 
strain LRC 5382 1 
Clost 
205676 Bacteria_ 
strain ACEM 9 16S 


Firmicutes; 


Proteobacteria; 


Actinomadura. 


205676 Bacteria_ 
strain CFML 97-51 
Proteob 
205676 Bacteria_ 
strain LMG S-1926 


Bacteria; 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

205676 Bacteria_16S 2342227 2342306 1 80 gi| 219857500 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 23432 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
205676 Bacteria_16S 2343738 2343817 1 80 gi|219857498 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 

singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Nocardioidaceae; Actinopolymorpha. 

205676 Bacteria_16S 2360461 2360540 1 80 gi| 219857487 
strain K265 16S ribosomal RNA, partial sequence 2360002 23614 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_ 
strain K300 16S r 


Gammaproteobacteria; Alteromonadales; 
205676 Bacteria_ 
strain A290 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


16S 2289474 2289553 1 80 gi 
ridia; Clostridiales; Lachnospiraceae; 
16S 2294001 2294080 1 80 gi 
ribosomal RNA, partial sequence 
Ss 
gi 


16S 2310549 2310628 1 80 


ibosomal RNA, partial sequence 


16S 2322790 2322873 7 90 gi 


4 16S ribosomal RNA, partial sequence 


16S 2324253 2324319 1 67 gi 


4 16S ribosomal RNA, partial sequence 


te 


219857539 
6S ribosomal RNA, partial sequence 2288984 22904 
L 
219857535 
2293525 22949 
hewanellac 
219857522 

2310109 23115 
Streptosporang 


219857514 


acteria; Gammaproteobacteria; Pseudomonadales; 
219857513 


ococcineae 
16S 2361979 2362058 1 80 gi| 219857486 
ibosomal RNA, partial sequence 2361525 23629 


achnobac 


23223 
P 


23238 


ridae; Actinomyceta 


Streptomycineae; 


ref|NR_025127.1| Lachnobacterium bovis 
36 Lachnobacterium bovis Bacteria; 
terium. 
ref|NR_025123.1| Shewanella olleyana 
83 Shewanella olleyana Bacteria; 

eae; Shewanella. 
ref|NR_025110.1| Actinomadura mexicana 
29 Actinomadura mexicana Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_025102.1| Pseudomonas grimontii 
16 2323816 Pseudomonas grimontii 
seudomonadaceae; Pseudomonas. 
ref|NR_025101.1| Corynebacterium casei 
67 2325209 Corynebacterium casei 
nebacterineae; Corynebacteriaceae; 


ref|NR_025088.1| Crossiella equi strain 

43 Crossiella equi Bacteria; 

eae; Pseudonocardiaceae; Crossiella. 

ref|NR_025086.1| Actinopolymorpha 
2343294 2344735 Actinopolymorpha 

ycetales; Propionibacterineae; 


ref|NR_025075.1| Subtercola frigoramans 
74 Subtercola frigoramans Bacteria; 

; Microbacteriaceae; Subtercola. 
ref|NR_025074.1] Subtercola boreus 

91 Subtercola boreus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
205676 Bacteria_16S 2381685 2381764 1 80 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 2398358 2398437 1 80 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

205676 Bacteria_16S 2402914 2402993 1 80 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

205676 Bacteria_16S 2444079 2444158 1 80 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

205676 Bacteria_16S 2453252 24533311 80 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

205676 Bacteria_16S 2513547 2513626 1 80 gi|219857368|ref|NR_024956.1| Xylanimicrobium 


pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 


25130 


94 2514560 Xylanimicrobium pachnodae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanimicrobium. 


205676 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


205676 Bacteria_16S 


ATcC 700122 16S r 
Actinobacteria; C 


205676 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


205676 Bacteria_16S 


albus strain JL 8 
Bacteria; Actinob 


Streptacidiphilus. 
205676 Bacteria_16S 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 


205676 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


205676 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


205676 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 


strain CFML 96-19 
Proteobacteria; G 


205676 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


205676 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


205676 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


205676 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


205676 Bacteria_16S 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


205676 Bacteria_16S 


strain DSM 43194 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
205676 Bacteria_16S 


strain DSM 44262 
Actinobacteria; A 


205676 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


205676 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


205676 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


205676 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


205676 Bacteria_16S 


strain ATCC 39419 


2518058 2518137 1 80 gi 
in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

2519607 2519686 1 80 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; 
2528715 2528798 7 90 


v 


, 


gi 


Cori 
gi 


ammaproteobacteria; Pseudomonadales; P 
2552327 2552406 1 80 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


s 


2553888 2553967 1 80 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 
2557035 2557118 7 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2570794 2570877 7 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2577043 2577122 1 80 gi 


s 


s 


2578472 2578551 1 80 gi 


2579915 2579998 7 90 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581481 2581564 7 90 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584620 2584703 7 90 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2595458 25955417 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597024 2597107 7 90 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2609284 2609363 1 80 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
2610855 2610934 1 


s 


s 


80 gi 


2612384 2612463 1 80 gi 
ctinobacteridae; Actinomycetales; Pseu 
2621684 2621763 1 80 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2633850 2633929 1 80 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2656646 2656725 1 80 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2658171 2658250 1 80 gi 
NRRL B-3381 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Ac 
Aeromicrobium. 

2659692 26597711 80 gi 
16S ribosomal RNA, partial sequence 


e 


s 
Cc 


1 


219857365 
eq 


219857364 
2519150 25206 
ob 
219857358 
16S ribosomal RNA, partial sequence 2528225 25296 


e 


219857342 
al 
219857341 
en 


al 


219857339 


e 


219857287 


e 


219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


oc 
219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


oc 
219857281 


e 


219857280 


na 
219857278 


na 
219857271 


e 


219857270 


na 

219857259 
ue 
Actinomyc 


219857258 
16S ribosomal RNA, partial sequence 2610373 26118 
do 
219857257 
16S ribosomal RNA, partial sequence 2611942 26134 
do 
219857251 


n 


mi 
219857236 


e 
Oo 


219857219 


da 


219857218 


s 
t 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto 


uence 
Actinomy 
ref|NR_024952.1 


Coriobacteri 
NR_024946.1 


acterineae; 


ref 
udomonadaceae; Pseudomon 
ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


25518 
es; Stre 
ref|NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ce 25534 
es; Stre 


ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref|NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref |NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref 


25565 
udomonad 


25702 


udomonad 


occineae 


occineae 


25794 
udomonad 


25809 
dales; P 


25841 
dales; P 


25949 
udomonad 


25965 
dales; P 


NR_024890.1 
2608828 261032 
etales; Pseudono 


nce 


ref|NR_024889.1 


nocardineae; Pseudonocar 
ref|NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024881.1 
00 2622680 Planom 


nocardin 


ce 26212 
crobium. 
ref |NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024847.1 

2656189 265766 
omycetales; Prop 


quence 
ccaceae; 


sequen 
e; Act 


ce 
in 


ref |NR_024846.1 
2657714 265918 
ales; Propioniba 


equenc 
inomyc 


e 
et 


’ 


219857217 


Streptomyces 
9 Streptomyces 
mycineae; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Streptacidiphilus 

acidiphilus albus 

eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 

Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 

Pseudomonas. 

Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Planomicrobium 
icrobium mcmeekinii 


Planomicrobium 
1 Planomicrobium 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


ref |NR_024845.1 
2659238 2660707 Kribbe 


Kribbella sandramycini 
lla sandramycini 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Kribbella. 


205676 Bacteria_16S 2696987 2697066 1 80 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
205676 Bacteria_16S 2698541 2698620 1 80 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
205676 Bacteria_16S 2703179 2703258 1 80 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 
205676 Bacteria_16S 2727305 2727384 1 80 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 
205676 Bacteria_16S 2760010 2760089 1 80 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
205676 Bacteria_16S 2769012 2769091 1 80 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
205676 Bacteria_16S 2772061 2772140 1 80 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
205676 Bacteria_16S 2773596 2773675 1 80 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
205676 Bacteria_16S 2776671 2776750 1 80 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
205676 Bacteria_16S 2784137 2784216 1 80 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 
205676 Bacteria_16S 2797598 2797677 1 80 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
205676 Bacteria_16S 2812751 2812854 1 104 gi|219857108|ref|NR_024736.1| Tenacibaculum 
mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 2812273 2813716 Tenacibaculum 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
205676 Bacteria_16S 2826280 2826359 1 80 gi|219856906|ref|NR_024727.1| Sporichthya polymorpha 


strain IFO 12702 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


205676 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


205676 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


205676 Bacteria_16S 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


205676 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


205676 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


205676 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


205676 Bacteria_16S 


strain CM-10 16S 
Actinobacteria; A 


205676 Bacteria_16S 


strain CM-01 16S 
Actinobacteria; A 


2830853 2830932 1 80 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2832391 2832470 1 80 gi 
16S ribosomal RNA, partial sequence 
Stre 
2841557 2841636 1 80 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2843030 2843109 1 80 gi 
SK-3255 16S ribosomal RNA, complete se 


v 


Kitasatospora. 

2853917 2854000 7 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858600 2858683 7 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2872558 2872637 1 80 gi 


’ 


lales; Bacillaceae; Bacillus. 
2894012 2894091 1 80 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2895507 2895586 1 80 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


Micr 
gi 


a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 2825825 28272 


ki 


eq 
A 


pt 


ce 
na 


qu 


na 


na 


oc 


219856903 


219856902 


219856896 


219856895 


219856888 


219856885 


219856876 
6S ribosomal RNA, partial sequence 2872057 28735 


219856860 
2893553 28949 


orichthyaceae; S 
ref|NR_024724.1 

2830390 283187 
etales; Strepto 


neae; Sp 


uence 
ctinomyc 


ref |NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiuw 
ref |NR_024714.1 

2842551 284406 
ales; Streptomyc 


28319 
omycinea 


28410 
erobiace 


ence 
inomycet 


, 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 


ref |NR_024695.1 


28534 
dales; P 


28581 
dales; P 


ref |NR_024679.1 


occineae; Microbacteriac 


219856859 
2895048 2896491 Mycetocola saprophilus Bacteria; 
Micrococcineae; Microbacteriaceae; Mycetocola. 


ref |NR_024678.1 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Streptomyces 
7 Streptomyces 


mycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 

Halanaerobium 
erobium fermentans 
m. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 

Bacillus niacini 


82 Bacillus niacini Bacteria; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


205676 Bacteria_16S 2897001 2897080 1 


80 


gi 


219856858 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 


tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Mycetocola. 
205676 Bacteria_16S 2901539 2901618 1 
strain IAM 14851 


205676 Bacteria_16S 
jannaschii strain 


2933505 2933576 6 


Marinobacterium. 


205676 Bacteria_16S 2937992 2938071 1 


2 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 


Actinoalloteichus. 
2939510 2939589 1 


Pseudonocardiaceae; 
205676 Bacteria_16S 


80 


77 


80 


80 


IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


205676 Bacteria_16S 2944065 29441441 


80 


gi 


gi 


IFO 15466 16S ribosomal RNA, partial 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; 


gi 


gi 


219856855 


219856834 
sequence 


19856831 


219856830 


Actinomycetales; 


Alteromonadales; 


Actinomycetales; 


ref|NR_024677.1| Mycetocola 
2896542 2897985 Mycetocola 
Micrococcineae; 
Leucobacter albus 


ref |NR_024674.1 


16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Leucobacter. 
ref|NR_024653.1| Marinobacterium 
2933018 2934480 Marinobacterium 
Alteromonadaceae; 


NR_024650.1| Actinoalloteichus 
2937540 2939007 Actinoalloteichus 
Pseudonocardineae; 

Lentzea albida strain 


ref|NR_024649.1 


2939058 2940528 Lentzea albida Bacteria; 


gi 


219856827 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 


205676 Bacteria_16S 2977432 29775111 


80 


gi 


219846938 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
205676 Bacteria_16S 2978964 2979043 1 


80 


gi 


thermolineatus strain A1484 16S ribosomal RNA, partial 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
205676 Bacteria_16S 2980499 2980578 1 


80 


gi 


219846937 
sequence 


219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
205676 Bacteria_16S 2982027 2982106 1 
pneumoniae strain 


205676 Bacteria_16S 2998788 2998867 1 


80 


80 


gi 


gi 


flavithermus strain DSM 2641 16S ribosomal RNA, partial 


flavithermus Bacteria; 
205676 Bacteria_16S 


Firmicutes; 
3000362 3000441 1 


Bacillales; 


80 


Bacillac 


gi 


219846935 


TW-183 16S ribosomal RNA, partial sequence 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; 


eae; 
219846923 


strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 


Firmicutes; Bacillales; Bacillaceae; 
205676 Bacteria_16S 3006446 3006525 1 


Geobacillus. 


80 


strain 801 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 


205676 Bacteria_16S 3010856 3010935 1 


80 


gi 


219846919 


3005987 30074 


gi 


multiseptatus strain AA826 16S ribosomal RNA, partial s 


multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 


Modestobacter. 
3032109 3032184 1 


Geodermatophilaceae; 
205676 Bacteria_16S 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; 
Clostridiaceae; 


Clostridia; Clostridiales; 


205676 Bacteria_16S 3041278 3041357 1 


strain 1144-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 


205676 Bacteria_16S 3048934 3049013 1 


strain M1832/95/2 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 


205676 Bacteria_16S 3092495 30925741 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


205676 Bacteria_16S 3094014 3094093 1 


strain TAGA27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


205676 Bacteria_16S 3104555 3104634 1 


76 gi|219846901 
Clostridium. 
80 gi|219846895 
3040796 30422 
Facklamia. 
80 gi|219846889 
30484 
remococcus. 
80 gi| 219846860 
3092041 30935 
Micr 
80 gi|219846859 
3093562 30950 
Micr 
80 gi|219846852 
31040 


Lactobacillales; Aerococcaceae; E 


strain ATCC 25470 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


205676 Bacteria_16S 3121124 3121203 1 


80 


Stre 
gi 


219846916 
equence 


219846841 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Anoxybacillus. 


Actinomycetales; 


ococcineae; Micrococcaceae; 


ptomycineae; Streptomycetaceae; 


Actinosynnemataceae; Lentzea. 

ref|NR_024646.1| Sporichthya 
2943614 2945079 Sporichthya 

Frankineae; Sporichthyaceae; 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
Streptomycineae; 


ref|NR_026529.1| Streptomyces 
2978510 2979990 Streptomyces 
Streptomycineae; 


ref|NR_026528.1| Streptomyces 
2980041 2981526 Streptomyces 
Streptomycineae; 


ref|NR_026527.1| Chlamydophila 
2981577 2983055 Chlamydophila 


Chlamydophila. 
219846924|ref|NR_026516.1| Anoxybacillus 
sequence 2998293 2999816 Anoxybacillus 


ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 


ref|NR_026508.1| Modestobacter 
3010413 3011894 Modestobacter 
Frankineae; 


Clostridium indolis 
Firmicutes; 


ref|NR_026493.1 


ref|NR_026487.1| Facklamia languida 


68 Facklamia languida Bacteria; 


ref|NR_026481.1| Eremococcus coleocola 
54 3049838 Eremococcus coleocola 
ref|NR_026452.1| Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


ococcineae; Micrococcaceae; Kocuria. 


ref|NR_026451.1| Kocuria palustris 

28 Kocuria palustris Bacteria; 

Kocuria. 
ref|NR_026444.1| Streptomyces lydicus 
98 3105578 Streptomyces lydicus Bacteria; 
Streptomyces. 

ref |NR_026433.1| Ammoniphilus 
3120644 3122140 Ammoniphilus 


205676 Bacteria_ 
oxalaticus strain 
Firmicu 


Bacteria; 


205676 Bacteria_ 
strain GY-1 16S r 
Deinococcus-Thermus; 
205676 Bacteria_ 
guttoideum strain 
guttoideum Bacter 
205676 Bacteria_ 


strain DSM 11363 
Proteobacteria; 


Firmicutes; 


strain M408/89/1 


G 
205676 Bacteria_ 
strain ATCC 70062 
Lacto 
205676 Bacteria_ 


16S ribosomal RNA, partial sequence 3201064 32024 


16S 3122671 31227501 80 gi|219846840|ref|NR_026432.1]| Ammoniphilus 
RAOx1 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
tes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
16S 3139003 3139082 1 80 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
ibosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 


Deinococci; Thermales; Thermaceae; Meiothermus. 

16S 3157436 31575111 76 gi|219846817|ref|NR_026409.1| Desulfotomaculum 

DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 

ia; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 
16S 3177133 3177216 7 90 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
16S 3180072 3180151 1 80 gi|219846801|ref|NR_026393.1| Facklamia hominis 

8 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
bacillales; Aerococcaceae; Facklamia. 
16S 3201525 3201591 1 67 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
205676 Bacteria_16S 3218112 3218191 1 80 gi|219846775|ref|NR_026367.1| Thermonema rossianum 


strain NR-27 16S 


ribosomal RNA, partial sequence 


3217640 32191 


04 Thermonema rossianum Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

205676 Bacteria_16S 3236280 3236359 1 80 gi|219846763|ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 3252829 3252908 1 80 gi| 219846752 |ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

205676 Bacteria_16S 3254327 3254406 1 80 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

205676 Bacteria_16S 3301400 3301475 1 76 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 

205676 Bacteria_16S 3302972 3303051 1 80 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 


strain DSM 5351 1 
Bacil 


Firmicutes; 


205676 Bacteria_ 
strain DSM 9580 1 


Halanaerobiales; 


205676 Bacteria_16S 
citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 
205676 Bacteria_16S 


strain DSM 43852 


pfennigii strain 


pfennigii Bacteri 


Syntrophobacter. 


205676 Bacteria_16S 
strain NCTC 10951 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
205676 Bacteria_16S 
strain NCTC 25174 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Act 


Cellulomonas. 


205676 Bacteria_16S 
hordeovulneris strain CIP 103 
hordeovulneris Bacteria; Acti 
Actinomycetaceae; Actinomyces 
205676 Bacteria_16S 
subrutilus strain DSM 40445 16S ribosomal RNA, 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


6S ribosomal RNA, 
lales; 
16S 


Salinicoccus. 


3351526 3351605 1 80 gi 


3376022 3376101 1 80 gi 
ubsp. senegalense strain DSM 7379 16S 
Halanaerobium. 

3395642 33957211 80 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


Halanaerobiaceae; 


3397147 3397226 1 80 gi 


3407894 3407960 1 67 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


, 


3412474 3412553 1 80 gi 


3415411 34154901 80 gi 


inobacteridae; Actinomycet 
3416891 3416970 1 80 gi 
149 16S ribosomal RNA, par 


nobacteria; Actinobacterid 


3447911 3447990 1 80 gi 


complete 


Streptomyces. 


oc 
ri 


senegalense Bacteria; 


en 
al 


oc 


no 


al 


ti 
ae; 


complete sequence 3302462 33040 


219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 
saccharolyticum s 

Halanaerobium saccharolyticum subsp. 


219846666 
bosomal 


219846648 


es; 


219846647 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


219846636 
34120 
mycineae 
219846634 
34149 
Micr 


es; 


219846633 
al seque 
Actinomyce 


’ 


219846611 


sequence 


occineae 


ce 33951 
Micr 


occineae 
219846640 
equence 
Syntroph 


04 Salinicoccus 


ref|NR_026275.1 


; Microbacteriac 
ref |NR_026258.1 
RNA, partial se 


Firmicutes; 


ref|NR_026240.1 
98 3396650 Promic 
ococcineae; 


ref|NR_026239.1 


; Cellulomonadac 
ref|NR_026232.1 

3407396 340888 
obacterales; Syn 


ref|NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref 
nce 


NR_026225.1 
341641 


tales; Actin 


quence 
Clostridia; 


roseus Bacteria; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Halanaerobium 
3375527 3377012 


Promicromonospora 
romonospora citrea 


Promicromonosporaceae Hi 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


ref|NR_026203.1 
3447437 344895 
Streptomy 


Streptomyces 
2 Streptomyces 
cineae; 


205676 Bacteria_16S 


strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 


205676 Bacteria_16S 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


strain DSM 20032 


crystallopoietes 
crystallopoietes 


3467823 3467902 1 80 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 


205676 Bacteria_16S 


strain NCTC 11636 


3481441 34815201 80 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


205676 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


205676 Bacteria_16S 


strain DSM 3133 1 


3484457 3484536 1 80 gi 
Stre 
3486024 3486103 1 80 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3487590 3487669 1 


v 


80 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


205676 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


205676 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


205676 Bacteria_16S 
strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 35051 
occineae 


3490653 3490732 1 80 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3495117 3495196 1 80 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


r 


3504086 3504165 1 80 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


205676 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
205676 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
205676 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
205676 Bacteria_16S 


strain DSM 20528 


3513222 35133011 
6S ribos 


80 gi 
teridae; Actinomycetales; Micr 
3514746 3514825 1 80 gi 
6S ribos 
teridae; Actinomycetales; Micr 
3516264 3516343 1 80 gi 
16S ribo 
teridae; Actinomycetales; Micr 
3517786 3517865 1 80 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


205676 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


205676 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


205676 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


205676 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


205676 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


205676 Bacteria_16S 


strain 3015 16S r 


3523905 3523984 1 80 gi 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 
3543883 3543962 1 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3598794 3598869 1 76 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3610960 3611039 1 80 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3622679 3622745 1 67 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3624180 3624246 1 67 gi 
ibosomal RNA, partial sequence 


' 
e; 


80 gi 


v 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


205676 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


3638009 3638088 1 80 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


, 


205676 Bacteria_16S 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 


3639561 3639640 1 80 gi 


oc 


rt 


no 


pt 


s 


oc 


se 
Ac 


al 


oc 


oc 


oc 


oc 


oc 


eq 
ti 


al 
id 


pa 


ob 


ne 


s 
id 


id 


ae; 


219846588 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
occineae 
219846582 
quence 

tinomyce 


219846579 


es; 


219846573 


219846567 
omal RNA, partial sequence 3512760 35142 
occineae 
2198465 
omal RNA, partial sequence 3514284 35157 
occineae; 
2198465 
somal RNA, partial sequence 3515805 35172 
occineae 
2198465 
16S ribosomal RNA, partial sequence 3517327 35187 
occineae 
219846560 
uence 

nomyceta 


219846547 
complete sequence 3543393 35448 


219846508 

sequenc 
iales; 
219846498 


219846490 
rtial se 
Actinobac 
acterium avi 
219846489 
3623734 36252 
bacterin 
219846480 
equence 


ae; 


219846479 


occineae 
219846597 
ial sequ 


mycineae 
219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


omycinea 
219846585 
equence 
Actinomyc 


Acti 


34809 


34946 
Pseu 


66 


65 


64 


c 


36104 


Acti 


> Mi 
ref 
ence 


nomy' 


crococcaceae 
NR_026189.1 
346735 
cetales; Mic 


, 


ref|NR_026180.1 
66 3482380 Actino: 
; Actinomycetace 
ref|NR_026178.1 
99 Streptomyces 
Streptomyceta 
4870 
etal epto 


ref|NR_026176.1 


Cellulomonada 


tale 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref |NR_026165.1 


; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
3; Microbacteriac 
ref|NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026156.1 
; Microbacteriac 
ref|NR_026152.1 

3523483 352488 
les; Pseudonocar 


ref |NR_026139.1 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref |NR_026090.1 
51 3611882 Planoc 


ref 
quen 
teri 


NR_026082.1 
ce 362222 
dae; Actinom 
um complex ( 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026072.1 

3637554 363905 
nomycetales; Str 


3449478 3449557 1 80 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
acteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 

3454139 3454218 1 80 gi|219846607|ref|NR_026199.1| Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Streptomyces 

3 Streptomyces 

cineae; 


Thermocrispum agreste 
crispum agreste 


seudonocardiaceae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 

Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Clostridium 
6 Clostridium 
lostridium. 

Planococcus citreus 
occus citreus Bacteria; 


Mycobacterium avium 
1 3623683 Mycobacterium 
ycetales; 

MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Streptomyces 
3 Streptomyces 
eptomycineae; 


ref|NR_026071.1 


363910 


Streptomyces 
4 3640605 Streptomyces 


thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


205676 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


205676 Bacteria_16S 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


205676 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


congolense strain 
congolense Bacter 


205676 Bacteria_16S 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 


205676 Bacteria_16S 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


205676 Bacteria_16S 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


205676 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


205676 Bacteria_16S 


strain IFO 14679 
Actinobacteria; A 
Actinomadura. 


205676 Bacteria_16S 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


205676 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


205676 Bacteria_16S 


michiganensis sub 


Streptomyces. 
3641130 3641209 1 80 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
; Kitasatospora. 

3642655 3642734 1 80 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

3644187 3644266 1 80 

S ribosomal RNA, partial sequence 


, 


e; 


gi 


Stre 
3676241 3676320 1 80 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3724468 3724547 1 80 gi 
rain A-184 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 

3725928 3726007 1 80 gi 
ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Actinomadura. 

3728836 3728915 1 80 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 

3730290 3730369 1 80 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 
3731749 3731828 1 


al 
e; 


1 


se 
Ac 


80 gi 


ctinobacteridae; Actinomycetales; Strept 
3733209 3733288 1 80 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

3763076 37631511 76 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3768892 3768971 1 80 gi 
species tessellarius strain 78181 16S 


eq 


v 


al 
ia 


ri 


219846478 
qu 


219846477 
s 
Actinomyc 


219846476 
3643713 36451 
omycinea 
219846453 
se 
ia 


pt 


219846417 
nc 
omycet 
219846415 


ce 


id ti 


219846414 


219846413 
16S ribosomal RNA, partial sequence 3731323 373 


219846412 


219846390 


219846385 


ence 


equence 


quence 
les; 


quence 
Acti 


’ 


seque 
Actin 


sequen 
ae; Ac 


quence 
tinomy 


27 


osporang 


uence 
Actinomy 


sequenc 
les; Lac 


bosomal 


Actinomycet 


Hal 
219846418 
se 


ae no 


ce 


Streptomycineae; 


ref|NR_026070.1 
3640656 364213 
ales; Strept 


Kitasatospora 
0 Kitasatospora 
omycineae; 


ref|NR_026069.1| Kitasatospora 
3642181 3643662 Kitasatospora 
etales; Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Halanaerobium 
4 Halanaerobium 
alanaerobium. 

Actinomadura 
0 Actinomadura 
tosporangineae; 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref|NR_026009.1 

3724040 372545 
mycetales; Strep 


Actinomadura 
6 Actinomadura 
osporangineae; 


ref|NR_026008.1 
e 3725501 372690 
ales; Strept 


ref|NR_026006.1 
3728410 372981 
nomycetales; Str 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


Actinocorallia 
2 Actinocorallia 
orangineae; 


Actinomadura coerulea 
coerulea Bacteria; 
nosporaceae; 


ref|NR_026004.1 
31 Actinomadura 
ineae; Thermomo 


ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


Actinomadura 
0 Actinomadura 
sporangineae; 


ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025976.1 
RNA, partial seq 


Butyrivibrio 

4 Butyrivibrio 
tyrivibrio. 

Clavibacter 

uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


strain B62 16S ri 
Proteobacteria; G 


205676 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


205676 Bacteria_16S 
H200 16S ribosomal RNA, 
tes; 
205676 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
205676 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


Micrococcineae; Microbacteriaceae; 
205676 Bacteria_16S 


tes; 
205676 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


Cla 
gi 


vi 
3809679 3809762 7 90 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3840103 3840182 1 80 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


se 


ce 
al 
3841648 3841727 1 80 gi 
complete seque 
Clostridia; Halanaerobiales; Hala 
3895247 3895326 1 80 gi 
ribosomal RNA, complete sequence 


ne 
na 


3896827 3896906 1 80 gi 
X-1 16S ribosomal RNA, partial sequen 
Lactobacillales; Enterococcaceae; 
3919271 3919350 1 80 gi 
16S ribosomal RNA, complete sequence 

Stre 
80 gi 
complete sequence 


ce 
T 


pt 
3920852 39209311 
16S ribosomal RNA, 
al 


219846356 
3809177 38107 


219846335 


219846334 


219846298 


3894733 38962 


219846297 


219846281 


219846280 


bacter. 


udomonad 


38396 


es; Fran 


e 38411 
erobiace 


38963 
etrageno 


39187 
omycinea 


39203 


es; Stre 


205676 Bacteria_16S 
eurythermus strain ATCC 14975 16S ribosomal RNA, 


3922433 3922512 1 80 gi 


219846279 
complete sequence 3921948 3923478 Streptomyces 


ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 

ref|NR_025925.1] Blastococcus 

32 3841072 Blastococcus aggregatus 
kineae; Geodermatophilaceae; 


ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobium. 

ref|NR_025888.1| Chlamydia trachomatis 
80 Chlamydia trachomatis Bacteria; 


Halanaerobium 
erobium lacurosei 


ref|NR_025887.1| Tetragenococcus 

31 3897842 Tetragenococcus muriaticus 
coccus. 

ref|NR_025871.1| Streptomyces tendae 

87 3920316 Streptomyces tendae Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025870.1| Streptomyces sampsonii 


67 3921897 Strep 
ptomycineae; St 


t 
¥ 


omyces sampsonii 
eptomycetaceae; 


ref|NR_025869.1| Streptomyces 


eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
205676 Bacteria_16S 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
205676 Bacteria_16S 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
205676 Bacteria_16S 


Streptomycetaceae; 


Streptomycetaceae; 


Streptomycetaceae; 


3924013 3924092 1 


3925594 3925673 1 


3927174 3927253 1 8 


acidiscabies strain RL-110 16S ribosomal RNA, 


acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
205676 Bacteria_16S 


Streptomycetaceae; 


strain RL-34 16S 


ribosomal RNA, 


3928755 3928834 1 8 


3930338 3930417 1 8 


Firmicutes; Bacillales; 
3959782 3959861 1 8 


IAM 12464 16S ribosomal RNA, partial sequence 


Bacillales; 


Bacillaceae; 
205676 Bacteria_16S 


Bacillus. 
3981726 3981841 1 1 


80 


80 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial 
okeanokoites Bacteria; 
205676 Bacteria_16S 


gi|219846278 


gi|219846277 


complete sequence 
Actinomycetales; 


complete 


Streptomycineae; 
ref|NR_025868.1| Streptomyces 
3923529 3925059 Streptomyces 
Streptomycineae; 


ref|NR_025867.1| Streptomyces 
sequence 3925110 3926640 Streptomyces 
Streptomycineae; 


0 gi|219846276|ref|NR_025866.1| Streptomyces 

complete sequence 3926691 3928220 Streptomyces 
Actinomycetales; Streptomycineae; 

0 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 


0 gi| 219846274 


Planococcaceae; 
0 gi|219846252 


3959295 3960777 Bacillus firmus Bacteria; 


16 gi| 219846237 


3928271 3929800 Streptomyces 
Streptomycineae; Streptomycetaceae; 


sequence 
Planomicrobium. 


scabiei Bacteria; 

Streptomyces. 

ref|NR_025864.1| Planomicrobium 
3929851 3931322 Planomicrobium 


Bacillus firmus strain 
Firmicutes; 


ref |NR_025842.1 


ref|NR_025827.1| Bizionia paragorgiae 


strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 3982684 Bizionia paragorgiae Bacteria; 


Bacteroidetes; 


Flavobacteria; 
205676 Bacteria_16S 


Flavobacteriales 
3986192 3986307 1 1 


; Flavobacteriaceae; Bizionia. 


16 gi| 219846234 


ref|NR_025824.1| Gramella echinicola 


strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 3987155 Gramella echinicola Bacteria; 


Bacteroidetes; 


Flavobacteria; 


strain GS5-97 16S 
Firmicutes; 


epiphytica strain 


epiphytica Bacteria; 
205676 Bacteria_16S 


strain JC2056 16S 


Flavobacteria; 
205676 Bacteria_16S 
KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Pibocella 
Flavobacteriales; Flavobacteriaceae; 


205676 Bacteria_16S 


Bacillales; 
205676 Bacteria_16S 

KMM 3906 16S ribosomal RNA, partial sequence 
Flavobacteria; 


Flavobacteriales 
3990639 3990754 1 1 


3993600 3993679 1 8 


ribosomal RNA, partial sequence 
Geobacillus. 


Bacillaceae; 
4014605 4014720 1 1 


Bacteroidetes; 
4049525 4049604 1 8 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
205676 Bacteria_16S 


4070572 4070651 1 8 


strain PVl 16S ribosomal RNA, partial sequence 


Firmicutes; 


205676 Bacteria_16S 
strain HD9 16S ribosomal 


Clostridia; 


4109770 4109849 1 8 
RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomyceta 


205676 Bacteria_16S 
strain DSA1 16S ribosoma 


4111336 41114151 8 


Actinobacteria; Actinobacteridae; Actinomyceta 


205676 Bacteria_16S 
strain CPJVR-H 16S ribos 


Actinobacteria; Actinobacteridae; Actinomyceta 


205676 Bacteria_16S 
velocicrescens strain MQ 
velocicrescens Bacteria; 
205676 Bacteria_16S 
sabaudiense strain Ar-13 
sabaudiense Bacteria; 
205676 Bacteria_16S 

strain CCH 16S ribosomal 
Tenericutes; Mollicutes; 
205676 Bacteria_16S 
riboso 
Tenericutes; Mollicutes; 
205676 Bacteria_16S 


strain PIMN-1 16S 


4126538 4126617 1 8 
omal RNA, partial sequence 
4135676 4135787 7 Ke 


4140373 4140484 7 1 


Tenericutes; Mollicutes; 
4159012 41591237 1 
RNA, partial sequence 
Entomoplasmatales; 
4184944 4185027 7 


Entomoplasmatales; 
4197118 4197197 1 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; 


Streptomycetaceae; 


Bacillales; Bacillaceae; Anoxybacillus. 
205676 Bacteria_16S 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


4201506 4201585 1 


1 RNA, partial sequence 


-4 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


43 16S ribosomal RNA, partial sequence 


Spiroplasmataceae; 
90 
mal RNA, partial sequence 


80 


; Flavobacteriaceae; 


16 gi|]219846231 
Pibocella. 


0 gi|219846229 


16 gi| 219846213 


0 gi|219846187 


0 gi|219846172 
4070099 40715 


Clostridiales; Veillonellaceae; Veillonella. 


0 gi|219846145 
4109294 41108 


les; Propionibacterineae; 


0 gi|219846144 
4110861 41123 


les; Propionibacterineae; 


0 gi| 219846132 
4126077 41275 


Flavobacteriales; 


4049074 4050453 Nocardioides 


Gramella. 
ref|NR_025821.1| Pibocella ponti strain 
ponti Bacteria; Bacteroidetes; 

ref 


NR_025819.1| Geobacillus tepidamans 


3993148 3994594 Geobacillus tepidamans Bacteria; 


ref |NR_025803.1| Winodgradskyella 
4014130 4015556 Winodgradskyella 
Flavobacteriaceae; Winogradskyella. 
NR_025777.1| Nocardioides aestuarii 
aestuarii Bacteria; 
Nocardioidaceae; Nocardioides. 
ref|NR_025762.1| Veillonella caviae 
00 Veillonella caviae Bacteria; 


ref 


ref|NR_025735.1| Kribbella jejuensis 

10 Kribbella jejuensis Bacteria; 
Nocardioidaceae; Kribbella. 
ref|NR_025734.1| Kribbella solani 

76 Kribbella solani Bacteria; 
Nocardioidaceae; Kribbella. 
ref|NR_025722.1| Streptomyces africanus 
64 Streptomyces africanus Bacteria; 


les; Streptomycineae; Streptomycetaceae; Streptomyces. 
18 gi|219846123|ref|NR_025713.1| Spiroplasma 
4135174 4136688 Spiroplasma 


18 gi| 219846120 
Entomoplasmatales; 
18 gi| 219846108 


4158509 41600 


gi| 219846086 
4184459 41859 


Entomoplasmataceae; E 
80 


Entomoplasmatales; 


Spiroplasma. 


Spiroplasmataceae; Spiroplasma. 
ref|NR_025710.1| Spiroplasma 

4139871 4141386 Spiroplasma 
Spiroplasmataceae; Spiroplasma. 
ref|NR_025698.1| Spiroplasma chinense 
24 Spiroplasma chinense Bacteria; 


ref|NR_025676.1 
49 Entomoplasma 
ntomoplasma. 


Entomoplasma luminosum 
luminosum Bacteria; 


gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
4196627 4198008 Anoxybacillus gonensis Bacteria; 
gi|219846074|ref|NR_025664.1| Streptomyces 


4201082 4202529 Streptomyces 
Streptomycineae; 


205676 Bacteria_16S 4203004 4203083 1 80 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
205676 Bacteria_16S 4204552 4204631 1 80 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 4210613 4210692 1 80 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

205676 Bacteria_16S 4218259 4218338 1 80 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

205676 Bacteria_16S 4224368 4224447 1 80 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

205676 Bacteria_16S 4228847 4228962 1 116 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
strain SW49 16S ribosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

205676 Bacteria_16S 4236423 4236502 1 80 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

205676 Bacteria_16S 16998 17088 A 91 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

205676 Bacteria_16S 30855 30945 1 91 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

205676 Bacteria_16S 45770 45836 1 67 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
205676 Bacteria_16S 80499 80589 1 91 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

205676 Bacteria_16S 115690 115756 1 67 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

205676 Bacteria_16S 227112 227178 1 67 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

205676 Bacteria_16S 228618 228684 1 67 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
205676 Bacteria_16S 230126 230192 1 67 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
205676 Bacteria_16S 242601 242667 1 67 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

205676 Bacteria_16S 368098 368164 1 67 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

205676 Bacteria_16S 466365 466431 1 67 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

205676 Bacteria_16S 470948 471018 7 77 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

205676 Bacteria_16S 474095 474185 1 91 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

205676 Bacteria_16S 475632 475718 1 87 gi|265678734|ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

205676 Bacteria_16S 480098 480164 1 67 gi|265678731|ref|NR_029036.1| Mycobacterium 


boenickei strain W5998 16S ribosomal RNA, partial sequence 


479623 481120 Mycoba 


cterium boenickei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
205676 Bacteria_16S 
caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 
205676 Bacteria_16S 
strain R9242 16S 


205676 Bacteria_16S 
strain S-606 16S 
Proteobacteria; G 
205676 Bacteria_16S 
strain Iso-46 16S 
Proteobacteria; G 
205676 Bacteria_16S 
cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


La 
205676 Bacteria_16S 
picturae strain R 
Bacteria; Firmicutes; 
205676 Bacteria_16S 

strain Muenster 2 
Bacteria; Actinob 
205676 Bacteria_16S 
strain HKI 0120 1 


205676 Bacteria_16S 
strain HKI 0119 1 


205676 Bacteria_16S 
urinaehominis str 
urinaehominis Bac 
205676 Bacteria_16S 

N7 16S ribosomal RNA, 
Gammaproteobacteria; 

205676 Bacteria_16S 

frederiksbergensi 
frederiksbergensi 
Pseudomonas. 
205676 Bacteria_16S 
strain W16 16S ri 


205676 Bacteria_16S 
brasiliensis stra 
brasiliensis DSM 
Planctomyces. 

205676 Bacteria_16S 
strain 19glyl 16S 
Firmicutes; Clost 
205676 Bacteria_16S 
silvestris strain 
silvestris Bacteria; 
205676 Bacteria_16S 
mediterranea stra 
mediterranea Bact 
Pseudomonas. 

205676 Bacteria_16S 
strain Chj707 16S 
Bacteroidetes; Fl 


5305 


teria; 


ridia; 


eria; 


509406 509472 1 67 gi|265678712|ref|NR_029017.1| Corynebacterium 
106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
568866 568932 1 67 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
574889 574959 7 Tt gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
586864 586934 7 77 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
600248 600314 1 67 gi|265678652|ref|NR_028957.1| Streptomyces 
rain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomyces. 
606424 606490 1 67 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacillales; Bacillaceae; Oceanobacillus. 
630830 630896 1 67 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
635393 635459 1 67 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
6S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 
636924 636990 1 67 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
6S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 
650753 650843 1 91 gi| 265678617 |ref|NR_028922.1| Aerococcus 
ain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
659624 659694 7 77 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Pseudomonadales; Moraxellaceae; Moraxella. 
671797 671867 7 77 gi|265678601|ref|NR_028906.1| Pseudomonas 
s strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
s Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
674780 674846 1 67 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
bosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
694528 694602 6 80 gi|265678586|ref|NR_028891.1| Planctomyces 
in DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
726322 726388 1 67 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Clostridiales; Veillonellaceae; Succinispira. 
730800 730866 1 67 gi| 265678561 |ref|NR_028865.1]| Solibacillus 
HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
Firmicutes; Bacillales; Planococcaceae; Solibacillus. 
784916 784986 7 77 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
in CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
800252 800354 1 103 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 
821543 821613 7 77 gi|265678498|ref|NR_028801.1| Pseudomonas indica 


205676 Bacteria_16S 
strain IMT37 16S 

Proteobacteria; G 
205676 Bacteria_16S 
moraviensis strai 
Bacteria; Firmicutes; 
205676 Bacteria_16S 

strain S1 16S rib 


205676 Bacteria_16S 


strain AC 615 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


832399 832489 1 


Lactobacillales; 
836891 836957 1 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


838378 838444 1 


a1 gi 


n 330 16S ribosomal RNA, partial seque 


Enterococcaceae; 
67 gi 


67 gi 


821061 82256 


836449 83791 
Cory 


seudomonad 
265678491 
nce 83188 
Enterococ 
265678488 


nebacterin 


cus. 


aceae; Pseudomon 
ref|NR_028794.1 
6 833394 Entero 
ref|NR_028791.1 


Nocardiacea 


265678487 


9 Pseudomonas indica Bacteria; 


as. 
Enterococcus 
coccus moraviensis 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 
eae; 


e; Nocardia. 


ref |NR_028790.1 


Streptosp 


Nonomuraea rubra 


837961 839417 Nonomuraea rubra Bacteria; 
Streptosporangineae; 


orangiaceae 7 Nonomuraea. 


205676 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


205676 Bacteria_16S 


salivarius strain 
salivarius Bacter 


205676 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


205676 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


205676 Bacteria_16S 


strain Y9 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


205676 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


205676 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


205676 Bacteria_16S 


strain YLM-32 16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


205676 Bacteria_16S 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


205676 Bacteria_16S 


strain DF-32 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


205676 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
205676 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


205676 Bacteria_16S 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


205676 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


205676 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


205676 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


205676 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


205676 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


205676 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


205676 Bacteria_16S 


897376 897466 1 
ribosomal RNA, partial sequence 


91 


gi 


265678446 


896853 89837 


osomal RNA, partial sequence 
Cory 
1017360 1017430 7 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
1032686 1032776 1 91 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1055551 10556171 67 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1076453 1076519 1 67 gi 
ribosomal RNA, partial sequence 


77 


teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 

1108217 1108283 1 67 
ribosomal RNA, partial sequence 


gi 
Stre 


1147572 1147638 1 67 gi 
34 16S ribosomal RNA, partial sequence 


1155100 1155166 1 67 


gi 
tes; Bacillales; Bacillaceae; Oceanoba 
1235313 1235379 1 67 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

1327506 1327596 1 91 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1345852 1345918 1 67 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1389614 1389680 1 67 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; Deltaprot 


1489752 1489818 1 67 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1495708 1495766 9 67 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1509191 1509281 1 91 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 


963457 96488 


nebacterin 
265678366 


1016889 1018335 Morax 


raxella. 
265678356 
sequence 
obacillace 
265678340 
uence 
ae; Parali 
265678325 


1075986 10774 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


ococcineae 
1080968 1081058 1 91 gi| 265678322 
ribosomal RNA, partial sequence 1080469 10819 
lales; Bacillaceae; Bacillus. 
1090130 1090196 1 67 gi| 265678316 
ain A-5 16S ribosomal RNA, partial sequence 


265678303 


1107766 11092 


ptosporang 


253680758 
11471 
nebacterin 

253680753 


16S ribosomal RNA, partial sequence 1154576 11561 


cillus. 

219878254 
artial seq 
ridae; Act 


219846129 
rtial sequ 
ales; Lact 
228720938 
ence 13453 
mycetales; 


228716586 
sequence 
eobacteria 


219846947 
14892 
ales; Cory 
219846691 
14952 
dales; Aer 
219846290 
A, partial 
acillales; 


1537904 1537978 6 80 gi 


219857377 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Saccharothrix. 


ref|NR_028748.1 
6 Enterococcus 


Enterococcus avium 


avium Bacteria; 


e; Actinomycet 


bacillales; Enterococcaceae; Enterococcus. 
932958 933048 1 91 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
960826 960896 7 77 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
962395 962485 1 91 gi|265678403|ref|NR_028705.1| Enterococcus 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
963865 963931 1 67 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028668.1| Moraxella bovis strain 
ella bovis Bacteria; Proteobacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 
Paraliobacillus 
2 Paraliobacillus 


ref|NR_028658.1 
1032165 103372 
ae; Lactobacillu 
ref |NR_028642.1 
1055053 105655 
obacillus. 
ref|NR_028627.1| Rarobacter incanus 
78 Rarobacter incanus Bacteria; 
; Rarobacteraceae; Rarobacter. 
ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


ref|NR_028618.1 
1089685 109113 
ales; Strept 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


ref|NR_028605.1| Microbispora corallina 
07 Microbispora corallina Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiaceae; Nocardia. 
ref|NR_028001.1| Oceanobacillus 
00 Oceanobacillus iheyensis HTE831 


Nocardia ignorata 
ia ignorata Bacteria; 


ref |NR_025393.1 
uence 123486 
inomycetales; Co 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


ref 
ence 


NR_025719.1 

132699 
obacillaceae; La 
ref|NR_027599.1 
82 1346861 Brachy 


Micrococcineae; 


ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


, 


ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Lactobacillus 
4 1510205 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
ref|NR_024965.1| Saccharothrix 

1537426 1538935 Saccharothrix 


ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_025880.1 
sequence 150868 


205676 Bacteria_ 


ayderensis strain 
Firmicu 
205676 Bacteria_16S 
canariasense stra 
canariasense Bact 


Bacteria; 


Mycobacteriaceae; 


205676 Bacteria_16S 
kestanbolensis st 
kestanbolensis Ba 
205676 Bacteria_16S 
16S ribosomal RNA, partial sequence 1587284 15887 


strain LMG 21727 
Firmicutes; 


205676 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


205676 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


205676 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


205676 Bacteria_16S 


aridum subsp. lar 


Actinomycetales; 


205676 Bacteria_16S 


strain KMM 241 16 


Lacto 


16S 1554614 1554688 6 80 gi 
AB04 16S ribosomal RNA, partial seque 


2 


ne 


19857209 
e 


15541 


ref |NR_024837.1 
24 1555535 Anoxy 


92 Enterococcus 


b 


Anoxybacillus 
acillus ayderensis 


tes; Bacillales; Bacillaceae; Anoxybacillus. 
1560488 1560554 1 67 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
in 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
1562028 1562094 1 67 gi| 219846143 |ref|NR_025733.1| Anoxybacillus 
rain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
cteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
1587781 1587871 1 91 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 


italicus Bacteria; 


bacillales; Enterococcaceae; Enterococcus. 

1625834 1625900 1 67 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 

CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 

ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
e; Arsenicicoccus. 

1641010 1641080 7 77 gi|219878449|ref|NR_025588.1| Pseudomonas 
in CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

1662436 1662510 6 80 gi| 219878433 |ref|NR_025572.1| Kibdelosporangium 
ain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Kibdelosporangium. 

1663976 1664050 6 80 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
gum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 

Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 

Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 

1700637 1700703 1 67 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 


Proteobacteria; G 
rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


205676 Bacteria_16S 


strain DSM 44515 
Actinobacteria; A 


205676 Bacteria_16S 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


205676 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


205676 Bacteria_16S 


paraconglomeratum 
paraconglomeratum 
Dermabacteraceae; 


205676 Bacteria_16S 


aridum strain DSM 
Bacteria; Actinob 


Kibdelosporangium. 
205676 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


205676 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


205676 Bacteria_16S 


strain LMG 21857 
Proteobacteria; G 
humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


1726449 1726515 1 67 gi 
DSM 44223 16S ribosomal RNA, partial s 


Mycobacterium. 


1729525 1729591 1 67 gi 
ctinobacteridae; Actinomycetales; Cory 
1760062 1760128 1 67 gi 
G 20345 16S ribosomal RNA, partial seq 


Actinobacteria; Actinobacteridae; Act 


ue 
in 


1761583 1761649 1 67 gi 
LMG 20336 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


1763105 17631711 67 gi 
strain LMG 19861 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Brachybacterium. 

1816115 1816189 6 80 gi 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


ar 
ri 


1843684 1843774 1 91 

S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; Isobacu 
1854205 1854295 1 91 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; 
1869383 1869449 1 


gi 


67 gi 


1900249 1900315 1 67 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 


205676 Bacteria_16S 


1905844 1905944 1 101 gi 


ammaproteobacteria; Alteromonadales; Alt 
205676 Bacteria_16S 


219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
bacterin 
219878365 


ne 


219878364 
eq 


219878363 
tial seq 


219878325 


en 
al 


219878306 
1843183 18446 
lu 
219878298 
ti 
Lactobacillales; Aer 
219878288 
16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 
205676 Bacteria_16S 219878263 
se 
Ac 


219878259 


uence 


nce 
omycetal 


uence 


dae; Act 


ce 18156 
es; Pseu 


m. 
al seque 
ococcace 
eromonad 


quence 
tinomyce 


eromonad 
219878390 
eq 


a; Actinobacteria; Actinobacteridae; Actinomycet 


inomycet 


aceae; Glaciecol 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


, 


ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025504.1 

1759669 176107 
es; Micrococcine 
ref |NR_025503.1 

1761124 176259 
ales; Micrococci 


v 


ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


ref |NR_025464.1 


a. 
Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium 
agri Bacteria; 
aceae; Mycobacterium. 
Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


agri 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Kibdelosporangium 


46 1817129 Kibdel 
donocardineae; P 


osporangium aridum 
seudonocardiaceae; 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


Globicatella 
6 1855215 Globicatella 


ref 
nce 


NR_025437.1 
185372 
ae; Globicatella 
ref|NR_025427.1| Glaciecola polaris 
93 Glaciecola polaris Bacteria; 
aceae; Glaciecola. 
ref|NR_025402.1| Ornithinimicrobium 
1899804 1901109 Ornithinimicrobium 
tales; Micrococcineae; 


aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 


aerophilus Bacter 


ia; Bacteroidetes; Sphingobacteria; 


ref |NR_025398.1| Hymenobacter 
1905456 1906817 Hymenobacter 


Sphingobacteriales; Flexibacteraceae; Hymenobacter. 


205676 Bacteria_16S 1908799 1908889 1 91 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

205676 Bacteria_16S 1919556 1919658 1 103 gi|219878248|ref|NR_025387.1| Chryseobacterium 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
205676 Bacteria_16S 1921064 1921166 1 103 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 1922061 Chryseobacterium 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

205676 Bacteria_16S 1937817 1937883 1 67 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

205676 Bacteria_16S 1960664 1960754 1 91 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

205676 Bacteria_16S 1974140 1974206 1 67 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 


strain 581 16S r 
Firmicutes; Bacillales; 
205676 Bacteria_16S 

strain 534-30 16S 
Planctomycetes; P 
205676 Bacteria_16S 
smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; Mycoba 
205676 Bacteria_16S 
strain CCUG 35957 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


205676 Bacteria_16S 
strain NNO15840 1 
Bacteroidetes; Flavobact 
205676 Bacteria_16S 
glaciale strain ACAM 644 
glaciale Bacteria; Bacte 
205676 Bacteria_16S 
strain TF-12 16S 
Firmicutes; Bacillales; 
205676 Bacteria_16S 

strain TF-11 16S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 2127022 21271111 91 gi| 219857650 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chr 
Thioalkalispira. 

205676 Bacteria_16S 2131493 2131559 1 67 gi| 219857647 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacteriaceae; Mycobacterium. 


ribosomal RNA, 


ribosomal RNA, 


205676 Bacteria_16S 2169320 2169410 1 91 gi|219857622 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteri 
205676 Bacteria_16S 2185994 2186084 1 91 gi|219857608 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 21855 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnoba 
205676 Bacteria_16S 2196607 2196697 1 91 gi|219857601 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 
205676 Bacteria_16S 2309032 2309098 1 67 gi| 219857523 


strain DSM43926 1 


205676 Bacteria_16S 
strain CFML 97-39 
Proteobacteria; G 
205676 Bacteria_16S 
strain FI-13295 1 


205676 Bacteria_16S 


ibosomal RNA, partial sequence 
Planococcaceae; 


partial sequence 


6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
2321238 2321308 7 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2327267 2327333 1 
6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
2357422 2357488 1 
strain ATCC 49929 16S ribosomal RNA, partial sequence 


Streptosporang 

77 gi|219857515 
23207 

seudomonad 

67 gi|219857511 


67 


Marinibacillus. 


gi 


1973642 19751 


2125001 21265 


nebacterin 
219857489 


ref |NR_025239.1 
2126557 212798 
omatiales; Ectot 


ref |NR_025236.1 
2131039 213248 
ales; Corynebact 


’ 


ref|NR_025211. 

2168820 217030 
aceae; Carnobact 
ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 
ref|NR_025111.1 


ineae; Streptos 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025077.1 


64 Marinibacillus marinus Bacteria; 


2011387 2011461 6 80 gi|219878188|ref|NR_025327.1| Planctomyces maris 
ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 
2033664 2033730 1 67 gi|219878172|ref|NR_025311.1| Mycobacterium 
ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
cterium. 
2035216 2035282 1 67 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
ococcineae; Micrococcaceae; Rothia. 
2064459 2064573 1 115 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
6S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
eria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
2105732 2105834 1 103 gi|219878116|ref|NR_025255.1| Brumimicrobium 
16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
roidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
2123934 2124000 1 67 gi|219857652|ref|NR_025241.1]| Bacillus aquimaris 
partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Bacillaceae; Bacillus. 
2125490 2125556 1 67 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Carnobacterium 
5 Carnobacterium 
erium. 
Carnobacterium 
acterium viridans 


Lactobacillus 
0 Lactobacillus 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
porangiaceae; Nonomuraea. 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Propioniferax innocua 


2356968 2358432 Propioniferax innocua 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Propioniferax. 


205676 Bacteria_16S 2493865 24939311 


67 


gi|219857387 


australiensis strain 109 16S ribosomal RNA, partial sequence 


australiensis Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; 
205676 Bacteria_16S 


Tetrasphaera. 
2521163 2521233 7 


thivervalensis strain SBK26 16S ribosomal RNA, partial 


thivervalensis Bacteria; 
Pseudomonas. 
205676 Bacteria_16S 


Proteobacteria; 


2522643 25227137 


brassicacearum strain DBK11 16S ribosomal RNA, partial 


brassicacearum Bacteria; 
Pseudomonas. 
205676 Bacteria_16S 
strain CIP 105469 
Bacteria; 
205676 Bacteria_16S 
strain CIP 105259 


Proteobacteria; 


2555469 2555539 7 


2561661 25617317 


205676 Bacteria_16S 2572351 2572421 6 


methoxybenzovorans strain SR3 16S ribosomal RNA, partial 
Clostridia; 


methoxybenzovorans Bacteria; Firmicutes; 
205676 Bacteria_16S 2583051 25831217 
strain CIP 104883 
Bacteria; 
205676 Bacteria_16S 
strain ATCC 43186 
Firmicutes; Lactobacillales; Enterococcaceae; 
205676 Bacteria_16S 2590878 2590968 1 
strain ATCC 43198 
Firmicutes; Lactobacillales; Enterococcaceae; 
205676 Bacteria_16S 2592452 2592542 1 
strain ATCC 51266 
Firmicutes; Lactobacillales; Enterococcaceae; 
205676 Bacteria_16S 2593968 2594034 1 


2589299 2589389 1 


77 


Gammaproteobacteria; 


77 


Gammaproteobacteria; 


77 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


77 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


76 


77 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


91 


16S ribosomal RNA, partial sequence 


219857363 
sequence 


gi 


219857362 
sequence 


gi 


gi|219857340 


gi|219857336 
gi|219857286 
gi|219857279 


219857275 
25888 


gi 


Enterococcus. 


91 


16S ribosomal RNA, partial sequence 


219857274 
25903 


ope 


Enterococcus. 


91 


16S ribosomal RNA, partial sequence 


219857273 
25919 


gi 


Enterococcus. 


67 


gi| 219857272 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


205676 Bacteria_16S 2617132 26172221 


selangorensis strain LMG 17710 16S ribosomal RNA, partial 
Lactobacillales; 


selangorensis Bacteria; Firmicutes; 
205676 Bacteria_16S 2639971 2640037 1 
strain CIP 103464 


205676 Bacteria_16S 2670081 2670147 1 


91 


67 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


67 


gi| 219857254 


219857231 
26395 


gi 


gi|219857210 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 26710 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
205676 Bacteria_16S 
silvatica strain 


2692614 2692680 1 


Streptosporangiaceae; 
205676 Bacteria_16S 


Planotetraspora. 
2712081 2712147 1 


67 


TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


67 


strain 15-1 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillaceae; 
205676 Bacteria_16S 2745197 2745263 1 

Al1-17B 16S ribosomal RNA, partial sequence 
Actinobacteridae; 


205676 Bacteria_16S 2750957 2751023 1 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Microtetraspora. 
205676 Bacteria_16S 2752451 2752517 1 
sphaerica strain 


Bacillus. 


67 


2744758 2746095 Rothia aeria Bacteria 
Actinomycetales; Micrococcineae; Micrococcaceae; 


67 


67 


JCM 9374 16S ribosomal RNA, partial sequence 


gi| 219857193 


gi|219857180 
2711598 27129 


gi|219857157 


gi| 219857152 


gi|219857151 


sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Streptosporangiaceae; 
205676 Bacteria_16S 


Planomonospora. 
2753947 2754013 1 


67 


gi| 219857150 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27549 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 


205676 Bacteria_16S 2814225 2814291 1 


67 


strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


205676 Bacteria_16S 2818785 2818851 1 


67 


Streptosporang 


gi|219857107 
2813767 28152 


gi|219856911 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Pseudomonadales; Ps 


Pseudomonadales; Ps 


sequence 
Clostridiales; Clostridiaceae; 


sequence 2616635 261812 
Lactobacillaceae; 


Actinomycetales; 


ref|NR_024975.1 
2493400 249486 


ref|NR_024951.1 
2520665 252209 


ref |NR_024950.1 
2522145 252361 


ref|NR_024928.1 


ref|NR_024924.1 


ref|NR_024917.1 
2571864 257337 


ref|NR_024910.1 


ref |NR_024906.1 
00 2590328 Entero 


ref |NR_024905.1 
79 2591887 Entero 


ref |NR_024904.1 
38 2593451 Entero 


ref |NR_024903.1 
10 Mycobacterium 
Mycobacteri 
ref|NR_024885.1 
Paralactob 
ref |NR_024859.1 
12 2640976 Mycoba 
Mycobacteri 
NR_024838.1 


ref 
Streptosp 


ref|NR_024821.1 
2692168 269363 
Streptospo 


ref|NR_024808.1 


ref|NR_024785.1 
Rothia. 
ref|NR_024780.1 

2750506 275194 
Strepto 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


ref|NR_024778.1 


ineae; Streptosp 
ref|NR_024735.1 
09 Tetrasphaera 
; Intrasporangia 


Tetrasphaera 
9 Tetrasphaera 


Micrococcineae; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas gessardii 


2554974 2556489 Pseudomonas gessardii 


Pseudomonas. 
Pseudomonas mosselii 


2561168 2562680 Pseudomonas mosselii Bacteria; 
Pseudomonas. 


Clostridium 
7 Clostridium 
Clostridium. 
Pseudomonas monteilii 


2582558 2584074 Pseudomonas monteilii 


Pseudomonas. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Paralactobacillus 
9 Paralactobacillus 
acillus. 

Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Microbispora mesophila 


87 Microbispora mesophila Bacteria; 
Streptosporangineae; 


orangiaceae; 
Planotetraspora 
9 Planotetraspora 


rangineae; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Rothia aeria strain 
; Actinobacteria; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 


ref |NR_024732.1 
2818334 281977 


Planomonospora 
7 Planomonospora 


venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Planomonospora. 


205676 Bacteria_16S 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 


205676 Bacteria_16S 


parontospora subsp. 


Actinomycetales; 


Bacillales; 


Pseudomonas. 


205676 Bacteria_16S 
strain PCl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
205676 Bacteria_16S 


raffinosus strain 


raffinosus Bacteria; 
205676 Bacteria_16S 


strain M-29c 16S 
Firmicutes; 


Rarobacteraceae; 


205676 Bacteria_16S 
HKI 0125 16S ribosomal RNA, partial sequence 


hortensis strain 


hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Intrasporangiaceae; 


205676 Bacteria_16S 
16S ribosomal RNA, partial sequence 3066573 30679 
Bacillales; Bacillales Family XI. 
205676 Bacteria_16S 
strain HK1 0089 16S ribo 
Actinobacteria; Actinoba 
205676 Bacteria_16S 
617-93 16S ribosomal RNA, partial sequence 
Bacillales Family XI. 
205676 Bacteria_16S 
strain 2045-94 16S ribos 
Bacillales; 
205676 Bacteria_16S 

16S rib 
Actinobacteria; Actinoba 
205676 Bacteria_16S 


strain M663-98-1 
Firmicutes; 


Bacillales; 


Firmicutes; 
strain DSM 44267 
strain YH-15 16S 
Firmicutes; 
mastitidis strain 


Corynebacterium. 


205676 Bacteria_16S 


strain DSM 11140 


strain DSM 43678 


strain DSM 43311 


Microtetraspora. 


205676 Bacteria_16S 


Lactobacillales; 
205676 Bacteria_16S 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacter. 


Lactobacillales; 
205676 Bacteria_16S 


2820278 2820344 1 


2821772 2821838 1 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangineae; 
205676 Bacteria_16S 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 
acidipiscis Bacteria; 
205676 Bacteria_16S 

IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus 
Bacillaceae; 
205676 Bacteria_16S 
plecoglossicida strain FPC951 16S ribosomal RNA, partial 
plecoglossicida Bacteria; 


2837002 2837092 1 


Firmicutes; 
2878869 2878959 1 


Bacillus. 
2920013 2920083 7 


2974420 2974490 7 


3024527 3024617 1 


1789-79 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 
3038234 3038324 1 


ribosomal RNA, partial sequence 
Enterococcaceae; 


3044292 3044358 1 


3045824 3045890 1 


Ornithinicoccus. 
3067067 3067133 1 


3133041 31331071 


3140542 3140608 1 


3142101 3142167 1 


3152695 31527611 


3164942 3165032 1 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


3205986 3206052 1 


S-8 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3225609 3225675 1 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
205676 Bacteria_16S 


3249825 3249891 1 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


3251325 3251391 1 


16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3330285 3330367 1 


Streptosporangiaceae; 


Lactobacillales; 


Proteobacteria; 


somal RNA, partial sequence 3132587 31340 


Incertae Sedis; 


omal RNA, partial sequence 
Bacillales Family XI. 


osomal RNA, partial sequence 3152235 31537 
cteridae; Actinomycetales; Micrococcineae; 


67 219856910|ref 


gi NR_024731.1 


Streptosporangineae; 


67 219856909|ref 


gi NR_024730.1 
antibiotica Bacteria; Actinobacteria; 
Planomonospora. 
219856899 |ref|NR_024718.1 
2836503 283790 
Lactobacillaceae; 
gi|219856872|ref 


91 gi 


91 NR_024691.1 


77 219856843 
sequence 


Gammaproteobacteria; 


gi ref|NR_024662.1 


2919511 292100 


77 gi|219846940|ref|NR_026532.1 


91 gi| 219846907 |ref|NR_026499.1 
3024035 302545 
Enterococcus. 


NR_026489.1 


Enterococcaceae; 
91 gi|219846897|ref 
Vagococcus. 
67 gi|219846892 


ref|NR_026484.1 
3043846 304530 


partial sequence 


flexus Bacteria; 


Streptosporangineae; 


Planobispora rosea 


rosea Bacteria; 
Streptosporangiaceae; 


Planomonospora 
2821321 2822766 


Actinobacteridae; 


Lactobacillus 
8 Lactobacillus 


Lactobacillus. 


Bacillus flexus strain 
Firmicutes; 


Pseudomonas 
8 Pseudomonas 


Pseudomonadales; Pseudomonadaceae; 


Pseudomonas cichorii 


2973936 2975429 Pseudomonas cichorii Bacteria; 
Pseudomonas. 


Enterococcus 
9 Enterococcus 


Vagococcus fluvialis 


3037737 3039205 Vagococcus fluvialis Bacteria; 


Rarobacter 
9 Rarobacter 


Actinomycetales; Micrococcineae; 
67 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
3045360 3046851 Ornithinicoccus 
Micrococcineae; 
67 gi|219846877|ref|NR_026469.1| Gemella palaticanis 


Incertae Sedis; Gemella. 
67 gi| 219846833 |ref|NR_026425.1 
Dermacoccaceae 
67 gi|219846828|ref|NR_026420.1 
3140051 3141558 Gemella bergeri Bacte 
Gemella. 
67 gi| 219846827 |ref|NR_026419.1 


Incertae 
67 gi 


Sedis; Gemella. 
219846820|ref|NR_026412.1 


Intrasporangia 
gi|219846812|ref|NR_026404.1 
3164429 3165945 Lactobacillus 
Lactobacillus. 

gi|219846784|ref|NR_026376.1 
3205525 3207001 Coryne 
Corynebacterineae; C 


91 


67 


67 gi|219846770|ref|NR_026362.1 
Intrasporangia 
67 gi|219846754|ref|NR_026346.1 


Streptosporangineae; Streptosp 
67 gi| 219846753 |ref|NR_026345.1 


Streptosporangineae; Streptosp 


47 Gemella palaticanis Bacteria; 


Demetria terragena 


43 Demetria terragena Bacteria; 
cteridae; Actinomycetales; Micrococcineae; 


; Demetria. 
Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


3141609 3143118 Gemella sanguinis Bacteria; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Corynebacterium 
bacterium mastitidis 


orynebacteriaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


83 gi| 219846698 |ref|NR_026290.1 


Pilimelia terevasa 


strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 


205676 Bacteria_16S 


strain DSM 44183 


Mycobacteriaceae; 


205676 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


205676 Bacteria_16S 2 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; 


205676 Bacteria_16S 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; 


205676 Bacteria_16S 
longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 
205676 Bacteria_16S 

DSM 44127 16S ribosomal RNA, partial 
claviforme Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 
205676 Bacteria_16S 

carneum strain DSM 44125 16S ribosomal RNA, partial sequence 


claviforme strain 


carneum Bacteria; 


Streptosporangium. 


205676 Bacteria_16S 


3336297 3336363 1 


3337806 3337872 1 


Mycobacterium. 
3339318 3339384 1 


Mycobacterium. 
3357736 3357802 1 


Brachybacterium. 
3359300 3359366 1 


Brachybacterium. 
3366949 3367015 1 


Streptosporangium. 
3368449 3368515 1 


Streptosporangium. 
3369945 3370011 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; 
205676 Bacteria_16S 

album strain DSM 43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangium. 
3371444 33715101 


3377537 3377603 1 


67 


67 


67 


67 


67 


67 


67 


67 


67 


67 


strain M17C 16S ribosomal RNA, partial sequence 


strain ATCC 51270 
Bacteria; 


Bacteria; 


205676 Bacteria_16S 
municipale strain 
municipale Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Thermocrispum. 

205676 Bacteria_16S 
strain DSM 8723 1 


Firmicutes; 


Bacteria; 


strain NCIMB 629 
Firmicutes; 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

205676 Bacteria_16S 3636470 3636536 1 67 gi|219846481 
strain ATCC 43910 16S ribosomal RNA, partial sequence 36360 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

205676 Bacteria_16S 3734664 3734730 1 67 gi|219846411 


subsp. 


Bacteroidetes; 
205676 Bacteria_16S 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 34443 


Firmicutes; Clostridiales; Veillonellaceae; 


3409412 3409514 1 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidia; 
3444856 3444922 1 


Clostridia; 


103 


67 


3377063 33785 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; 
205676 Bacteria_16S 


219846694 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
205676 Bacteria_16S 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 


219846693 


19846678 


219846677 
sequence 


219846672 
sequence 


219846671 
sequence 


219846670 


219846669 
33709 


219846664 


219846638 
34089 


Porphyromonadaceae; 


219846613 


sequence 3337354 333881 


Actinomycetales; 


sequence 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Streptosporangineae; 


ref |NR_026286.1 
03 Mycobacterium 


Mycobacterium hodleri 
hodleri Bacteria; 
Mycobacteriaceae; Mycobacterium. 
NR_026285.1| Mycobacterium 

3 Mycobacterium 


ref 


Actinomycetales; Corynebacterineae; 
219846692|ref|NR_026284.1| Mycobacterium 
3338864 3340325 Mycobacterium 


Corynebacterineae; 


ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 
Micrococcineae; 


ref|NR_026269.1| Brachybacterium 
3358821 3360332 Brachybacterium 
Micrococcineae; 


NR_026264.1| Streptosporangium 
3366504 3367953 Streptosporangium 
Streptosporangineae; 


NR_026263.1| Streptosporangium 
3368004 3369448 Streptosporangium 
Streptosporangineae; 


ref|NR_026262.1| Streptosporangium 
3369499 3370948 Streptosporangium 
Streptosporangineae; 


ref|NR_026261.1| Streptosporangium 
99 3372445 Streptosporangium album 
Streptosporangiaceae; 


ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 
Kytococcus. 
ref|NR_026230.1| Porphyromonas catoniae 
32 3410401 Porphyromonas catoniae 
Porphyromonas. 

ref|NR_026205.1| Succiniclasticum 

50 3445854 Succiniclasticum ruminis 
Succiniclasticum. 


Firmicutes; 
205676 Bacteria_16S 


3493742 3493816 6 80 gi 
DSM 44069 16S ribosomal RNA, partial 


3536073 3536139 1 67 gi 


Bacillaceae; Bacillus. 


Clostridia; 


3609479 3609545 1 67 gi 
Planococcus. 
67 


Planococcaceae; 


3615541 3615607 1 gi 


3617050 36171161 67 gi 


219846580 
sequence 
Ac 


219846552 
6S ribosomal RNA, partial sequence 3535585 35370 
Bacillales; 
205676 Bacteria_16S 

strain 234/92 16S 
Actinobacteria; Actinobacteridae; 
205676 Bacteria_16S 
faecium strain ACM 3679 16S ribosomal RNA, partial sequen 
Clostridiales; Veillone 


3571327 3571393 1 67 gi| 219846528 

ribosomal RNA, partial sequence 3570843 35723 
Bifidobacteriales; Turicella. 

3584944 3585010 1 67 gi| 219846519 


219846499 
16S ribosomal RNA, partial sequence 3608971 36104 
Bacillales; 
205676 Bacteria_16S 

strain 1066 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
205676 Bacteria_16S 
komossense strain 


219846495 
3615060 36165 
ne 
219846494 
Ko2 16S ribosomal RNA, partial sequence 


tinomyce 


ce 35844 
llaceae; 


bacterin 


36165 


ref 


tale 


ref 


Pha 


ref 


ref 


eae; 
ref 


neba 


ref 


neba 


ref 


aerata strain P132 16S ribosomal RNA, partial sequence 


3493260 3 


88 Bacillus 


15 Mycobacterium 


NR_026172.1 
49458 
S$} 


NR_026144.1 


NR_026091.1 


NR_026087.1 


NR_026086.1 
cterineae; 
NR_026073.1 


cterineae; 


NR_026002.1 


Thermocrispum 


8 Thermocrispum 
Pseudonocardineae; 


Bacillus halmapalus 


halmapalus Bacteria; 


ref|NR_026120.1| Turicella otitidis 
03 Turicella otitidis Bacteria; 
ref|NR_026111.1| Phascolarctobacterium 


36 3585946 Phascolarctobacterium faecium 
scolarctobacterium. 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Mycobacterium gadium 


gadium Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


66 3618027 Mycobacterium komossense 
Mycobacteriaceae; 


Mycobacterium duvalii 
02 3637503 Mycobacterium duvalii 
Mycobacteriaceae; 


Microbispora rosea 


3734241 3735655 Microbispora rosea 


subsp. 
Streptosporangiac 


205676 Bacteria_16S 


strain IFO 14097 


strain IFO 14525 


Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


strain IFO 14345 


Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


205676 Bacteria_16S 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


205676 Bacteria_16S 


strain IFO 14094 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


strain IFO 14745 


Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


205676 Bacteria_16S 


pelophila strain 
Bacteria; Proteob 


205676 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


205676 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


205676 Bacteria_16S 


strain IFO 15474 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 


205676 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; G 


205676 Bacteria_16S 


strain CM2104 16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


205676 Bacteria_16S 


stackebrandtii st 
stackebrandtii Ba 


205676 Bacteria_16S 


strain JC1078 16S 
Actinobacteria; A 


205676 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


205676 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


205676 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


205676 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


eae; Microbispora. 


3736127 3736193 1 67 gi 
Stre 


3737586 3737652 1 67 gi 
Stre 


3739050 3739116 1 67 gi 
Stre 
3740514 3740580 1 67 gi 
Mt-3 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


3741978 3742044 1 67 
ribosomal RNA, partial sequence 


gi 
Stre 


3743443 3743509 1 67 gi 
Stre 
3744908 3744974 1 67 gi 
ibosomal RNA, partial sequence 
Stre 
3747830 3747896 1 67 gi 
Stre 
3791559 3791629 7 77 gi 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasm 
3838606 3838676 7 77 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3871945 3872011 1 67 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3873532 3873598 1 67 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 


3901245 39013111 67 gi 
Stre 


3952347 3952413 1 67 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
4011581 4011647 1 67 gi 
ribosomal RNA, partial sequence 


gi 


4038910 4038976 1 67 gi 
LTA-388 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
4043460 4043526 1 67 gi 
rain K22-03 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Planoc 
4053913 4053979 1 67 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
4084328 4084394 1 67 gi 
F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 
4125052 4125118 1 67 gi 


Actinomycetales; Micrococcineae; Micr 
4131076 4131142 1 67 gi 

SF-57 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Marin 


4053509 40 


somal RNA, partial sequence 4124587 4126026 Ko 


aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846410 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


ptosporang 
219846409 


16S ribosomal RNA, partial sequence 3737165 37385 


ptosporang 
219846408 


16S ribosomal RNA, partial sequence 3738628 37400 


ptosporang 
219846407 
ce 37400 
ales; Stre 


219846406 


3741557 37429 


ptosporang 


219846405 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 


ptosporang 
219846404 


3744485 37458 


ptosporang 
219846402 


16S ribosomal RNA, partial sequence 3747408 37488 


ptosporang 
219846369 


3791066 37925 
Achol 


ataceae; 
219846336 
38381 
hales; Pis 
219846314 


3871442 38729 


Sedis; 
219846313 
38730 
Incertae 
219846294 


16S ribosomal RNA, partial sequence 3900794 39022 


ptosporang 


219846257 


3951843 39533 


oritellace 
219846215 


4011119 40125 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


ococcineae 
219846197 

quence 

Actinomyce 


219846191 
sequence 

occaceae; 

219846184 
549 
ococcin 
219846163 
e 40838 
ilales; Me 
219846133 
cur 
ococcaceae 
219846126 
ence 41305 
ibacillus. 


4171213 4171303 1 91 gi 
S ribosomal RNA, partial sequence 


bacillales; Enterococcaceae; Vagococcu 


219846099 


Ss. 


eae; 


Strept 
ref|NR_026001.1 


inea 
ref 


e; Streptosp 
NR_026000.1 


inea 
ref 


e; Streptosp 
NR_025999.1 


ineae; Streptosp 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref |NR_025997.1 


ineae; Streptosp 


ref|NR_025996.1 


inea 
ref 


e; Streptosp 
NR_025995.1 


inea 
ref 


e; Streptosp 
NR_025993.1 


ineae; Streptosp 
ref|NR_025960.1 
55 Acholeplasma 
eplasma. 

ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025904.1 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref |NR_025884.1 
68 Herbidospora 
ineae; Streptosp 


ref |NR_025847.1 


Moritella. 
NR_025805.1 


ae; 
ref 
; Intrasporangia 
ref|NR_025787.1 

4038441 403994 
tales; Corynebac 


ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025774.1 
29 Serinicoccus 
; Intrasporangia 
ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_025723.1 
ia marina Bacter 
; Kocuria. 
ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025689.1 


osporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 

etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Acholeplasma oculi 


oculi Bacteria; 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Gemella morbillorum 


, 


77 Gemella morbillorum Bacteria; 
Gemella 


Gemella haemolysans 
a haemolysans ATCC 10379 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Mycobacterium 

7 Mycobacterium 

terineae; 


Planococcus 
9 Planococcus 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Kocuria marina strain 
ia; Actinobacteria; 


Marinibacillus 
bacillus campisalis 


Vagococcus carniphilus 


4170715 4172227 Vagococcus carniphilus Bacteria; 


205676 Bacteria_16S 48837 48905 1 69 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
205676 Bacteria_16S 281744 281821 1 77 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

205676 Bacteria_16S 696091 696164 7 80 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

205676 Bacteria_16S 752760 752833 7 80 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

205676 Bacteria_16S 864193 864294 1 101 gi| 265678469 |ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
205676 Bacteria_16S 889740 889801 6 67 gi| 265678451 |ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

205676 Bacteria_16S 1120375 1120448 7 80 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

205676 Bacteria_16S 1986703 1986776 7 80 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

205676 Bacteria_16S 2758560 2758661 1 102 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

205676 Bacteria_16S 2991205 2991279 1 77 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

205676 Bacteria_16S 3242376 3242437 6 67 gi|219846759|ref|NR_026351.1| Desulfovibrio 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

205676 Bacteria_16S 3601927 3601995 1 69 gi|219846505|ref|NR_026097.1]| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

205676 Bacteria_16S 4146636 4146709 7 80 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
205676 Bacteria_16S 23159 23239 1 81 gi|265679048/ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

205676 Bacteria_16S 164402 164490 1 89 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

205676 Bacteria_16S 202567 202643 1 iT gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

205676 Bacteria_16S 271177 271245 1 69 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

205676 Bacteria_16S 397060 397139 1 80 gi|265678790|ref|NR_029095.1]| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

205676 Bacteria_16S 487879 487939 7 67 gi|265678726|ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

205676 Bacteria_16S 520019 520119 1 101 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

205676 Bacteria_16S 527670) S27730. 7 67 gi|265678700|ref|NR_029005.1| Enhydrobacter 


aerosaccus strain G 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 


527192 528675 Enhydrobacter aerosaccus 


205676 Bacteria_16S 
strain CCUG 42773 


205676 Bacteria_16S 
ochracea DSM 7271 
Ba 


7271 Bacteria; 


205676 Bacteria_16S 
OT-1 16S ribosoma 
Fl 


Flavobacteria; 


205676 Bacteria_16S 
ferrooxidans stra 
Bacteria; Nitrosp 
205676 Bacteria_16S 
aerolata strain V 
Bacteria; Actinob 
Promicromonospora 
205676 Bacteria_16S 
strain PC18 16S r 
Clost 


Firmicutes; 


595905 595969 1 65 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
1173391 1173491 1 101 gi|228719222|ref|NR_027581.1| Capnocytophaga 
16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
cteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
1374597 1374697 1 101 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
1 RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Kordia. 
1432016 1432076 7 67 gi|224581434|ref|NR_027216.1| Leptospirillum 
in L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
1448916 1448982 1 67 gi|224581421|ref|NR_027202.1| Promicromonospora 
-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
1518111 1518179 1 69 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
ibosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Hespellia. 
1682222 1682290 1 69 gi|219878420|ref|NR_025559.1| Actinomyces oricola 


205676 Bacteria_16S 


strain R5292 16S 


strain LMG11607 1 
Bacteroidetes; 


strain Z-2189 16S 
Firmicutes; 


strain KMM 3677 1 
Bacteroidetes; Fl 


205676 Bacteria_16S 
holothuriorum str 


holothuriorum Bac 
Salegentibacter. 


205676 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


205676 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


205676 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


205676 Bacteria_16S 


strain DSM 7083 1 


strain DSM 6836 1 
Firmicutes; Clost 


205676 Bacteria_16S 


strain DSM 20541 


strain ATCC 51856 
Actinobacteria; A 


205676 Bacteria_16S 


salegens strain D 
salegens Bacteria 


205676 Bacteria_16S 


hibernum strain A’ 
hibernum Bacteria 


205676 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


205676 Bacteria_16S 
n KMM 6049 16S ribosomal RNA, partial 


mishustinae strai 
mishustinae Bacte 


Fl 
205676 Bacteria_16S 


Clost 
205676 Bacteria_16S 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Ignavigranu: 
3224177 3224245 1 69 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


mM. 


al 


3296838 3296950 6 118 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3356173 3356241 1 69 gi 


en 


oc 


3446379 3446459 1 81 gi 
ridia; Clostridiales; 
3457197 3457265 1 


Clostridiaceae; Cl 


69 gi 


oc 
3498168 3498236 1 69 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Acti 
3814348 3814448 1 101 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3843186 3843286 1 101 gi 
TCC 51468 16S ribosomal RNA, partial s 
Bacteroidetes; Flavobacteria; Flavob 
3905892 3905952 7 67 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


no 


ue 
ac 


, 


eq 
ac 


’ 


qu 
er 


3992134 39922341 101 gi 
se 
Flavo 


ria; Bacteroidetes; Flavobacteria; 


205676 Bacteria_16S 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 


1681727 16832 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
205676 Bacteria_16S 


2466381 24678 


3090574 30919 


219846771 


219846723 


sp 
219846679 
6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 219846612 


6S ribosomal RNA, partial sequence 3445905 34473 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


219846577 
219846353 


219846333 


219846291 


219846230 


90 Ignavigranum 


ref|NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


32236 
es; Acti 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref|NR_026271.1 


ce 32963 
iraceae; 


; De 
ref 


rmabacterace 
NR_026204.1 


occineae 


ostridium. 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref |NR_025944.1 
3813879 381534 

; Flavobacteriac 
ref |NR_025923.1 
842717 384417 

; Flavobacteriac 
ref|NR_025881.1 
3905392 390691 
domonadales; Pse 


occineae 


34976 
mycineae 


nce 
teriales 


w 


uence 
teriales 


ence 
ia; Pseu 
ref|NR_025820.1 

3991660 399309 
les; Flavobacter 


quence 
bacteria 


34 Actinomyces oricola Bacteria; 


nomycineae; Actinomycetaceae; Actinomyces. 

2407548 2407648 1 101 gi|219857455|ref|NR_025043.1| Riemerella columbina 
6S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

2466873 2466941 1 69 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

2683767 2683867 1 101 gi|219857200|ref|NR_024828.1| Zobellia russellii 
6S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

2691164 2691264 1 101 gi|219857195|ref|NR_024823.1| Salegentibacter 
ain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

3091063 30911311 69 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Clostridium viride 


86 Clostridium viride Bacteria; 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Salegentibacter 

9 Salegentibacter 

eae; Salegentibacter. 
Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Pseudomonas 

8 Pseudomonas 
udomonadaceae; 


, 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 


4016084 4016184 1 101 gi 


219846212 


ref |NR_025802.1 
4015607 401703 


Winogradskyella 
5 Winogradskyella 


thalassocola Bacteria; 


Winogradskyella. 


205676 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; 


strain KMM 3949 1 
Bacteroidetes; Fl 


sedimenticola Bac 


205676 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


strain ATCC 29799 
Bacteria; Bactero 


205676 Bacteria_16S 


strain R18165 16S 


Fl 
205676 Bacteria_16S 
6S ribosomal RNA, partial sequence 4088431 40 
avobacteria; 
205676 Bacteria_16S 
sedimenticola str 


teria; 


idetes; 


Bacteroidetes; 
4087413 4087513 1 


avobacteria; 


4091891 40919911 
ain KMM 3903 16S ribosomal RNA, partia 

Bacteroidetes; 
4114406 4114486 1 
6S ribosomal RNA, partial sequence 4113936 41153 
avobacteria; 
205676 Bacteria_16S 4192614 4192694 1 
16S ribosomal RNA, partial sequence 
Bacteroidia; 
4237939 4238007 1 
ribosomal RNA, 


Flavobacteriales; 


81 


Flavobacteriales; 
81 


69 


Flavobacteria; 


101 


101 


Flavobacteria; 


Bacteroidales; 


complete sequence 


gi|219846161 


cteriac 
219846158 
1 seque 
lavobac 
219846141 


Flavoba 
gi 


FE 
gi 


Flavobacteriales; 


898 
eae 


nce 
ter 


Flavobacteriaceae; 


ref|NR_025751.1| Maribacter ulvicola 


6S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 
Flavobacteriales; Flavobacteriaceae; Maribacter. 
4088904 4089004 1 101 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 
; Maribacter. 
ref|NR_025748.1 
4091411 409284 
iales; Flavobacteriaceae; Maribacter. 
ref|NR_025731.1| Ulvibacter litoralis 
54 Ulvibacter litoralis Bacteria; 


Maribacter 
9 Maribacter 


Flavobacteriaceae; Ulvibacter. 
gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
4192139 4193621 Bacteroides capillosus 
Bacteroidaceae; Bacteroides. 
gi| 219846043 |ref|NR_025633.1| Actinomyces dentalis 


4237444 42389 


60 Actinomyces dentalis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
205676 Bacteria_16S 29281 29360 1 80 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

205676 Bacteria_16S 32374 32453 1 80 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

205676 Bacteria_16S 42755 42834 1 80 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

205676 Bacteria_16S 52006 52085 1 80 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

205676 Bacteria_16S 71645 71724 #1 80 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

205676 Bacteria_16S 73209 73288 1 80 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

205676 Bacteria_16S 85041 85120 1 80 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


strain BR 16S rib 
Spirochaetes; Spi 


205676 Bacteria_16S 


strain 136 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 


205676 Bacteria_16S 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
205676 Bacteria_16S 
strain DKP 16S ribosomal RNA, partial 
Firmicutes; 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


thermoamylovorans 
thermoamylovorans 


205676 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


saeculare strain 
Bacteria; Actinob 


110991 
rochaetales; 
120268 
bosomal RNA, 


134025 


158327 


’ 


321201 


Bacteria; 
335232 


338363 


359138 


Streptosporangineae; Nocardiopsaceae; 
205676 Bacteria_16S 


111054 6 69 


osomal RNA, partial sequence 


gi| 265678988 


110499 11199 


Spirochaetaceae; Treponema. 


120347 1 80 
partial sequence 


134104 1 80 


n NC 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


158406 1 80 


321280 1 80 
Bacillal 


335311 1 80 


95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; 
205676 Bacteria_16S 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; 
205676 Bacteria_16S 


Bifi 
338442 1 80 
Bifi 


359217 1 80 


gi| 265678982 


119823 12132 
ococcineae 


265678973 
ce 


gi 


Nocardiops 


13354 


is. 
ref|NR_029296.1| Treponema maltophilum 
2 Treponema maltophilum Bacteria; 
ref|NR_029290.1] Cellulomonas uda 
2 Cellulomonas uda Bacteria; 

; Cellulomonadaceae; Cellulomonas. 
ref|NR_029281.1] Arthrobacter 

6 135015 Arthrobacter ureafaciens 


ales; Micrococcineae; Micrococcaceae; 
gi| 265678957 |ref|NR_029265.1| Microbacterium 
sequence 157869 159336 Microbacterium 
Actinomycetales; Micrococcineae; 
gi|265678846|ref|NR_029151.1| Bacillus 
sequence 320691 322234 Bacillus 
es; Bacillaceae; Bacillus. 
gi|265678834|ref|NR_029139.1| Bifidobacterium 
334755 336267 Bifidobacterium subtile 
dobacteriales; Bifidobacteriaceae; Bifidobacterium. 
gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
nce 337886 339399 Bifidobacterium saeculare 
dobacteriales; Bifidobacteriaceae; Bifidobacterium. 
gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 


strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 


205676 Bacteria_16S 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


205676 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


205676 Bacteria_16S 


delbrueckii subsp 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


205676 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


205676 Bacteria_16S 


strain YIM 70085 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


205676 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


205676 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


205676 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


205676 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


205676 Bacteria_16S 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


205676 Bacteria_16S 


strain A10 16S ri 


Actinomadura. 


205676 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


205676 Bacteria_16S 


gangotriensis str 
gangotriensis Bac 
Micrococcaceae; A 


205676 Bacteria_16S 


lales; Macrococcus. 

460324 460403 1 80 gi|265678744|ref|NR_029049.1 
in NT 19 16S ribosomal RNA, partial sequence 459859 461323 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
e; Amycolatopsis. 

469364 469443 1 80 gi| 265678738 |ref|NR_029043.1 
bosomal RNA, partial sequence 468944 470395 Actinomadura 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 

494066 494145 1 80 gi| 265678722 |ref|NR_029027.1 
in KGN15 16S ribosomal RNA, partial sequence 493586 495067 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 

495571 495650 1 80 gi|265678721|ref|NR_029026.1 
ain LzlY 16S ribosomal RNA, partial sequence 495118 496571 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
rthrobacter. 

507939 508030 1 91 gi| 265678713 |ref|NR_029018.1 
p. torquens strain 30 16S ribosomal RNA, complete sequence 


coryniformis subs 


360684 360763 1 80 


gi 


414243 414322 1 80 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; Lacto 
421810 421889 1 80 gi 


426517 426596 1 80 gi 
ain YIM70097 16S ribosomal RNA, partia 


in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


’ 


437400 437479 1 80 


gi 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 

441991 442070 1 80 gi 
strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


e; 


454330 454421 1 
S ribosomal RNA, 


91 gi 


265678814 


n YIM 70009 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomycetal 
377179 377258 1 80 gi| 265678803 |ref 
complete sequence 376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
380240 380319 1 80 gi| 265678801 |ref 
» indicus strain NCC725 16S ribosomal RNA, partial s 


indicus Bacteria; 


265678778 
equence 

bacillacea 
265678773 
16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


ococcineae 
265678770 
1 sequence 


teria; Actinobacteria; Actinobacteridae; Actinomycet 
esterenkonia. 
429604 429683 1 80 gi| 265678768 |ref 


sequence 
Actinomy 


265678763 
ain NRRL B-24129 16S ribosomal RNA, partial sequ 


265678760 
sequence 
idae; 


265678751 
complete sequence 453819 45536 


ref 


Firmicutes; 


ref 


e; L 
ref 


o Mat 
ref 


ceta 
ref 
ence 
Actinomycet 
ref 
Bifidoba 


ref 


360205 36166 


413724 41527 


426041 42753 


429128 43061 


441527 44295 


NR_029119.1 
5 
es; Micrococ 
NR_029108.1 
ulmi Bacter 
Agromyces. 
NR_029106.1 
equence 


NR_029083.1 
8 
actobacillus 
NR_029078.1 


niellaceae; 
NR_029075.1 
5 
ales; Microc 
NR_029073.1 
0 
les; Microco 
NR_029068.1 

436922 
ales; Pseudo 
NR_029065.1 
4 
cteriales; B 


NR_029056.1 


Lactobacillales; 


Nesterenkonia 
Nesterenkonia 
cineae; Micrococcaceae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Lactobacillus 
Lactobacillus 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Bifidobacterium 
Bifidobacterium 


ifidobacteriaceae; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


205676 Bacteria_16S 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


205676 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


205676 Bacteria_16S 


strain B22P3 16S 
Actinobacteria; A 


205676 Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


Lactobacillus. 
523078 523157 1 80 gi 
ain B5 16S ribosomal RNA, partial sequ 


205676 Bacteria_16S 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 


265678703 
ence 52260 


ref 


2 524095 Pseudo 


NR_029008.1 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 

585352 585431 1 80 gi|265678662|ref|NR_028967.1 

16S ribosomal RNA, partial sequence 584888 586308 Bacill 
lales; Bacillaceae; Bacillus. 

598718 598797 1 80 gi| 265678653 |ref|NR_028958.1 
ribosomal RNA, partial sequence 598291 599761 Streptomyces 
ctinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 

618760 618839 1 80 gi|265678639|ref|NR_028944.1 
V-73 16S ribosomal RNA, partial sequence 618371 619715 Microb 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 

641561 641640 1 80 gi| 265678623 |ref|NR_028928.1 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Microbacterium 
acterium aerolatum 
obacteriaceae; 


Nesterenkonia 


641107 642573 Nesterenkonia 


lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 


205676 Bacteria_16S 


postgatei strain 
Bacteria; 


Klebsiella. 


205676 Bacteria_16S 
microaerophilum s 
microaerophilum B 
Propionibacteriac 
205676 Bacteria_16S 
scopiformis strai 
Bacteria; Actinob 


Streptomyces. 


205676 Bacteria_16S 


flava strain AS 4 


Bacteria; Actinob 
Saccharopolyspora 
205676 Bacteria_16S 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 
205676 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


205676 Bacteria_16S 
socranskii 


subsp. 
socranskii subsp. 


205676 Bacteria_16S 


strain B1333 16S 
Firmicutes; 


strain ES10.1 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
205676 Bacteria_16S 
CMS 81 16S riboso: 


Actinobacteridae; 


CMS 76r 16S ribos 
Actinobacteridae; 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


205676 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 


205676 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


205676 Bacteria_16S 


subsp. paredis st 
socranskii subsp. 


205676 Bacteria_16S 


subsp. buccale st 
socranskii subsp. 


205676 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


205676 Bacteria_16S 


thermacidophilum 


Proteob 
205676 Bacteria_16S 
singaporensis str 
singaporensis Bac 


778789 778868 1 80 gi 


848946 849013 1 67 gi 


854897 854976 1 80 gi 


eae; Propionibacterium. 


876090 876169 1 80 gi 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


ain LX3 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 


n A25 16S ribosomal RNA, partial seque 


265678526 
ce 77827 
acterales; 
265678480 
uence 
eria; Ente 
265678475 
equence 

dae; Actin 


265678461 
nce 87568 
ales; Stre 


ref 


ref 


ref 


ref 


Des 


omyc 


NR_028830.1 


2 779794 Desulf 
ulfobacterac 


NR_028783.1 


848542 849823 
roba 


cteriales; 


NR_028778.1 


854408 855931 
Prop 


etales; 


NR_028764.1 


6 877087 Strept 
Str 


E 


acteria; Actinobacteridae; Actinomycet 


ptomycineae; 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 

Klebsiella 

Klebsiella 
nterobacteriaceae; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Lacto 
205676 Bacteria_16S 


888242 888321 1 80 gi 


ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; 
1130906 1130985 1 80 
ribosomal RNA, partial sequence 


Granuli 
gi 


1136950 1137029 1 
mal RNA, complete sequence 


80 gi 


1138501 1138580 1 80 gi 


1208184 1208227 1 
osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacteri 


44 gi 


1233799 1233878 1 80 gi 
rain DSM 13468 16S ribosomal RNA, part 


Microbacterium. 

1247428 1247507 1 80 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1251780 1251843 6 69 gi 
rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; Spirochaetes; Spiro 
1253307 1253370 6 69 gi 
rain ATCC 35534 16S ribosomal RNA, par 
buccale Bacteria; Spirochaetes; Spiro 
1263849 1263912 6 69 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1330497 1330576 1 80 gi 
subsp. porcinum strain P3-14 16S ribos 


v 


995703 99724 


1130448 11319 
Stre 


1136447 1137959 Leifs 
Actinomycetales; Micrococcineae; Micr 
205676 Bacteria_16S 
omal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Micr 
205676 Bacteria_16S 
1207714 12091 


cteria; Actinobacteria; Actinobacterid 
Microbacteriaceae; 


265678452 


catella. 
253680769 


ptosporang 
253680765 


obacteriac 
253680764 


obacteriac 
228715352 
ales; Cori 
219878266 


ial sequen 
ae; Actino 


’ 


219857449 
equence 
hlamydiace 
219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
219846655 
sequence 
; Spirocha 
219846082 
omal RNA, 


ref|NR_028754.1] Saccharopolyspora 


-1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
920619 920698 1 80 gi|265678431|ref|NR_028733.1| Slackia 
s strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
s Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
+ Slackia. 

982126 982209 7 90 gi| 265678389 |ref|NR_028691.1| Entomoplasma freundtii 
S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

983708 983771 6 69 gi|265678388|ref|NR_028690.1| Treponema socranskii 
strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

996213 996292 1 80 gi|265678380|ref|NR_028682.1| Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


ref|NR_028017.1| Nocardiopsis exhalans 
04 Nocardiopsis exhalans Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_028013.1| Leifsonia aurea strain 
onia aurea Bacteria; Actinobacteria; 
eae; Leifsonia. 

ref|NR_028012.1| Leifsonia rubra strain 
onia rubra Bacteria; Actinobacteria; 
eae; Leifsonia. 

ref|NR_027524.1| Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 
obacterineae; Coriobacteriaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


ref|NR_025405.1 
ce 1233340 123481 
mycetales; Micro 


ref |NR_025037.1 
1246931 124845 
Neochlamydi 
NR_024869.1| Treponema socranskii 
1251289 1252767 Treponema 
rochaetaceae; Treponema. 
NR_024868.1| Treponema socranskii 
1252818 1254294 Treponema 
Spirochaetaceae; Treponema. 
ref|NR_026247.1] Treponema 
1263357 1264835 Treponema 
etaceae; Treponema. 
ref|NR_025672.1| Bifidobacterium 
complete sequence 1330013 1331535 


Neochlamydia 
9 Neochlamydia 
ae; 
ref 
nce 
Spi 
ref 
nce 


o 


, 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


205676 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


205676 Bacteria_16S 


: Bifidobacterium. 


1360926 1361005 1 80 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

1421128 1421207 1 


Bifidobacteriaceae; 


’ 


80 gi 


228719712 
ence 13604 
idimicrobi 


ref|NR_027584.1| Acidimicrobium 
61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 


, 


224581444 


psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 


ref|NR_027226.1] Arthrobacter 
1420664 1422164 Arthrobacter 


psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


205676 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 
205676 Bacteria_16S 
doudoroffii strai 
doudoroffii Bacte 
205676 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


strain ATCC 25258 
Bacteria; 


strain MK27-91F2 


Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 1639444 1639523 1 80 gi|219878450|ref|NR_025589.1 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
205676 Bacteria_16S 1673065 1673144 1 80 gi| 219878426 |ref|NR_025565.1 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 167407 


vancoresmycina Ba 
Pseudonocardiacea 
205676 Bacteria_16S 


balhimycina strai 


balhimycina Bacte 
Pseudonocardiacea 
205676 Bacteria_16S 
paraoxydans strai 


Firmicu 
205676 Bacteria_16S 
pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 
205676 Bacteria_16S 


1453361 1453440 1 80 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


al 
ri 


1454914 1454981 1 67 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1501634 1501713 1 80 gi 
16S ribosomal RNA, complete sequence 


se 


oc 
1525776 1525855 1 80 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1563422 1563501 1 80 gi 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 
1573986 1574065 1 


’ 


‘ta 


’ 


80 gi 
do 
1586220 1586299 1 

osomal RNA, partial sequence 


80 gi 


224581418 


224581417 


ia; Aeromo 
219846604 


219857499 


219846103 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
205676 Bacteria_16S 
LMG 22167 16S rib 


219878487 
1585730 15872 


ref 
sequence 1452894 14543 


dae; Act 


ref 

1454432 14559 
nadales; Aeromo 
ref 


quence 


15011 
occineae 


> Mi 
ref 
89 1526784 Lacto 
illus. 

ref 
nce 
ceta 


crococcacea 


15252 
Lactobac 


15629 
Pseudo 


al seque 


Actinomy les; 


ref 
nocardineae; 


ref |NR_025626.1 


NR_027199.1 
8 
inomycetales; Mi 


NR_027198.1 
a 
n 
NR_026196.1 
62 1502633 Sinomo 
e 
NR_025087.1 
b 


NR_025693.1 
6 
ni 


NR_024687.1 
00 Umezawaea tangerina Bacteria; 


Actinosynne 


33 Bacillus humi 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Lactobacillus jensenii 
acillus jensenii 


, 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Umezawaea tangerina 


mataceae; Umezawaea. 
Bacillus humi strain 
Bacteria; Firmicutes; 


Nocardiopsis aegyptia 

aegyptia Bacteria; 

saceae; Nocardiopsis. 
Amycolatopsis 

6 Amycolatopsis 


cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
1674588 1674667 1 80 gi| 219878425 |ref|NR_025564.1| Amycolatopsis 
n DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
1697538 1697617 1 80 gi| 219878409 |ref|NR_025548.1| Microbacterium 
n CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

205676 Bacteria_16S 1740213 1740292 1 80 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
205676 Bacteria_16S 1743302 1743381 1 80 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

205676 Bacteria_16S 1781141 17812201 80 gi|219878349|ref|NR_025488.1| Citricoccus muralis 


strain 4-0 16S ri 


bosomal RNA, partial sequence 


1780670 17821 


24 Citricoccus muralis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 

205676 Bacteria_16S 1799188 1799267 1 80 gi| 219878336 |ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

205676 Bacteria_16S 1837454 1837533 1 80 gi|219878310|ref|NR_025449.1]| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

205676 Bacteria_16S 1839017 1839096 1 80 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 


strain DSM 5661 1 
Firmicutes; Lacto 


205676 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


205676 Bacteria_16S 
6S ribosomal RNA, partial sequence 1856650 18581 


strain DSM 9172 1 
Firmicutes; Lacto 


205676 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


6S ribosomal RNA, partial sequence 1838512 18400 


21 Lactobacillus 


hamsteri Bacteria; 


bacillales; Lactobacillaceae; Lactobacillus. 
1852646 1852725 1 80 gi|219878299|ref|NR_025438.1| Thermobifida 
train TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermobifida. 
1857157 1857236 1 80 gi|219878296|ref|NR_025435.1| Trichococcus palustris 


bacillales; Carnobacteriaceae; Trichococ 
1874009 1874088 1 80 gi 
M597/99/10 16S ribosomal RNA, partial 


ia; Actinobacteria; Actinobacteridae; 


s 
Ac 


219878285 


69 Trichococcus 
cus. 
ref |NR_025424.1 

1873541 18749 
tales; Micrococ 


equence 
tinomyce 


205676 Bacteria_16S 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 


1876982 1877061 1 80 gi 


219878283 


ref |NR_025422.1 


3 
c 


palustris Bacteria; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Nocardiopsis 


1876505 1878009 Nocardiopsis 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

205676 Bacteria_16S 1924087 1924166 1 80 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
205676 Bacteria_16S 1948532 1948611 1 80 gi| 219878229 |ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
205676 Bacteria_16S 1950076 1950155 1 80 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
205676 Bacteria_16S 1957539 1957618 1 80 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

205676 Bacteria_16S 1959095 19591741 80 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

205676 Bacteria_16S 2065973 2066052 1 80 gi|219878146|ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
205676 Bacteria_16S 2078271 2078350 1 80 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
205676 Bacteria_16S 2096623 2096738 1 116 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 
205676 Bacteria_16S 2228350 2228429 1 80 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


205676 Bacteria_16S 2252698 2252777 1 80 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
205676 Bacteria_16S 2328670 2328749 1 80 gi|219857510|ref|NR_025098.1| Microbacterium 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
205676 Bacteria_16S 2333262 23333411 80 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
205676 Bacteria_16S 2346766 2346845 1 80 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
205676 Bacteria_16S 2348275 2348354 1 80 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
205676 Bacteria_16S 2401386 2401465 1 80 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
205676 Bacteria_16S 2409068 2409147 1 80 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 
205676 Bacteria_16S 2454790 2454869 1 80 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
205676 Bacteria_16S 2510547 2510626 1 80 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 
205676 Bacteria_16S 2516573 2516652 1 80 gi|219857366|ref|NR_024954.1]| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
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205676 Bacteria_16S 3255833 3255912 1 80 gi|219846750|ref|NR_026342.1 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 325683 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 

205676 Bacteria_16S 3257346 3257425 1 80 gi| 219846749 |ref|NR_026341.1 
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Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
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teria; 
205676 Bacteria_16S 


mal RNA, partial sequence 
Aerococcaceae; 
205676 Bacteria_16S 


acteria; Deltaproteobacteria; Desulfob 
205676 Bacteria_16S 
DMMZ 1710 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


ibosomal RNA, partial sequence 
rochaetales; 


2566263 2566338 6 81 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2667031 2667110 1 80 gi 

43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
2704626 2704705 1 80 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
2748012 2748091 1 80 gi 
ibosomal RNA, partial sequence 
2838440 2838519 1 


80 gi 


2839999 2840078 1 80 gi 


2898490 2898569 1 80 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2921568 2921639 6 77 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2956148 2956227 1 80 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
; Microbacterium. 

2959067 2959146 1 80 gi 
FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


v 


3009435 3009514 1 80 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3068448 3068527 1 80 gi 
train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteri 
Microbacterium. 
3070002 3070081 1 80 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3089627 3089706 1 80 gi 
ain M1975/96/1 16S ribosomal RNA, part 
Firmicutes; Lactobacillales; Ca 
3098596 3098675 1 80 gi 


’ 


3100094 3100173 1 80 gi 


Facklamia. 
3111997 3112076 1 80 gi 
11383 16S ribosomal RNA, partial seque 
3115071 31151501 


80 gi 


3204502 3204565 6 69 gi 


al 
id 


en 
al 


se 
ob 


2747544 27488 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


oc 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


oc 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


oc 
nc 
al 
ue 
al 
ia 


ae 


qu 
ti 


ue 
ba 


ia 
da 


Ss. 


ia 
rn 
16S ribosomal RNA, partial sequence 3098122 30995 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


oc 


3099595 3101003 Fackl 


ne 
ac 


eq 


3204032 32054 
Spirochaetaceae; Treponema. 


219857290 
sequenc 


219857212 
ce 26665 
es; Pseu 


219857185 
quence 

acillace 
219857155 


occineae 
219856898 


occineae 
219856897 


219856857 
e 28980 
es; Prop 


219856842 
nce 

es; Euba 
219856819 
1 sequen 
Actino: 


’ 


219856817 
ence 


nomyceta 


219846917 
nce 

cillacea 
219846876 
1 sequen 
e; Actin 


219846875 
30695 


219846862 
1 sequen 
obacteri 
219846856 


219846855 


219846847 
e 31115 
terales; 
219846845 
uence 

inomycet 


219846785 


iales; Veill 


occineae; 


occineae; 


ref|NR_024921.1 
e 2565759 25672 
onellaceae; 
ref |NR_024840.1 
99 2668066 Sacch 
donocardineae; 


ref |NR_024813.1 
2704122 27056 
ae; Lactobacill 
ref |NR_024783.1 
84 Arthrobacter 
; Micrococcacea 
ref|NR_024717.1 
> Mi 
ref 


crobacteria 
NR_024716.1 


3 Microbacteria 
ref |NR_024676.1 
36 2899473 Micro 
ionibacterineae 


ref|NR_024661.1 

2921059 292256 
cteriaceae; Eub 
ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micr 


ref|NR_024636.1 
2958622 296006 
les; 


ref|NR_026509.1 

3008942 301036 
e; Lactobacillus 
ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 


ref |NR_026467.1 
11 3070973 Vagoco 


ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026448.1 
44 Arthrobacter 
3 Micrococcacea 
ref |NR_026447.1 
amia ignava Bact 


ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026437.1 
114620 311608 
ales; Micrococci 


Ww 


v 


ref |NR_026377.1 


8 


a 
Pe 


2 
u 


Pp 
; 


a 


fo} 


Micrococcin 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Lactobacillus 
7 Lactobacillus 
Ss. 
Arthrobacter russicus 


russicus Bacteria; 
e 


; Arthrobacter. 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 
c 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 
c 


eae; Agromyces. 
Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Eubacterium 

6 Eubacterium 
cterium. 
Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Lactobacillus 
2 Lactobacillus 
Microbacterium 
0 Microbacterium 
ococcineae; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Granulicatella 

3 Granulicatella 
tella. 

Arthrobacter rhombi 


rhombi Bacteria; 
e: 


Arthrobacter. 
Facklamia ignava ATCC 
eria; Firmicutes; 


’ 


Desulfobacter 

obacter halotolerans 
eae; Desulfobacter. 
Microbacterium 

0 Microbacterium 

neae; Microbacteriaceae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 


Nocardiopsis alba 


strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


205676 Bacteria_16S 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


205676 Bacteria_16S 


strain DSM 43039 


coerulea DSM 4314 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
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205676 Bacteria_16S 3400206 3400285 1 80 gi| 219846645 |ref|NR_026237.1 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
205676 Bacteria_16S 3401732 3401811 1 80 gi|219846644|ref|NR_026236.1 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
205676 Bacteria_16S 3403272 34033511 80 gi| 219846643 |ref|NR_026235.1 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
205676 Bacteria_16S 3404802 3404881 1 80 gi| 219846642 |ref|NR_026234.1 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 340433 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Micrococcaceae; Arthrobacter. 

205676 Bacteria_16S 3406328 3406407 1 80 gi|219846641|ref|NR_026233.1 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
205676 Bacteria_16S 3452612 3452691 1 80 gi|219846608|ref|NR_026200.1 
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205676 Bacteria_16S 219846606 
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205676 Bacteria_16S 3727382 3727461 1 80 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

205676 Bacteria_16S 3761565 3761655 1 91 gi|219846391|ref|NR_025982.1| Geobacter chapelleii 
strain 172 16S ribosomal RNA, partial sequence 3761076 3762547 Geobacter chapelleii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

205676 Bacteria_16S 3902770 3902849 1 80 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
205676 Bacteria_16S 4023676 4023755 1 80 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

205676 Bacteria_16S 4031331 40314101 80 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
205676 Bacteria_16S 4032881 4032960 1 80 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
205676 Bacteria_16S 4034435 40345141 80 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 

205676 Bacteria_16S 4040469 4040560 1 91 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

205676 Bacteria_16S 4058448 4058527 1 80 gi| 219846181 |ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

205676 Bacteria_16S 4061427 4061506 1 80 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
205676 Bacteria_16S 4079735 4079846 7 218 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

205676 Bacteria_16S 4141938 4142049 7 118 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

205676 Bacteria_16S 4149766 4149877 7 118 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

205676 Bacteria_16S 4154315 4154398 7 90 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

205676 Bacteria_16S 4180441 4180552 7 118 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

205676 Bacteria_16S 4200023 4200102 1 80 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

205676 Bacteria_16S 4216774 4216853 1 80 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

205676 Bacteria_16S 4225903 4226018 1 116 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

205676 Bacteria_16S 4243934 4244000 1 67 gi|219722939|ref|NR_024571.1| Brachybacterium muris 


strain C3H-21 16S 


strain KPA 16S ri 
Firmicutes; Lacto 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
205676 Bacteria_16S 


ococcineae 

94181 94271 1 91 gi| 265679000 

bosomal RNA, complete sequence 93645 95214 
bacillales; Lactobacillaceae; Lactobacillus. 

162783 162849 1 67 gi| 265678954 


83 Brachybacterium muris Bacteria; 

; Dermabacteraceae; Brachybacterium. 

ref |NR_029308.1| Lactobacillus lindneri 
Lactobacillus lindneri Bacteria; 


ref|NR_029262.1| Brevibacterium 


epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 
205676 Bacteria_16S 185729 185795 1 67 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
205676 Bacteria_16S 290932 290998 1 67 gi 
strain Kol5a 16S ribosomal RNA, partial sequence 
Aquificae; Aquificales; Aquificaceae; Aquifex. 


elotrichac 
265678866 
290399 29196 


eae. 
ref|NR_029172.1| Aquifex pyrophilus 
2 Aquifex pyrophilus Bacteria; 


205676 Bacteria_16S 339943 340033 1 91 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

205676 Bacteria_16S 411039 411129 1 91 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

205676 Bacteria_16S 420269 420335 1 67 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

205676 Bacteria_16S 497101 497191 1 91 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

205676 Bacteria_16S 513883 513973 1 91 gi| 265678709 |ref|NR_029014.1| Lactobacillus rossiae 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

205676 Bacteria_16S 564352 564418 1 67 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
205676 Bacteria_16S 565868 565970 1 103 gi|265678675|ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

205676 Bacteria_16S 611041 611107 1 67 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

205676 Bacteria_16S 621700 621802 1 103 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
205676 Bacteria_16S 707672 707738 1 67 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

205676 Bacteria_16S 751385 751455 7 77 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

205676 Bacteria_16S 783405 783479 6 80 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

205676 Bacteria_16S 798685 798751 1 67 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

205676 Bacteria_16S 807936 808026 1 91 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

205676 Bacteria_16S 874641 874707 1 67 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

205676 Bacteria_16S 973137 973251 1 115 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

205676 Bacteria_16S 1091690 1091780 1 91 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 


strain M 6 AY 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Lactobacillaceae; 
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hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Mesoplasma florum 


2287434 2288933 Mesoplasma florum Ll Bacteria; 
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205676 Bacteria_16S 3774936 3775009 7 80 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

205676 Bacteria_16S 3890607 3890673 1 67 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 

205676 Bacteria_16S 4118892 4118965 7 80 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

205676 Bacteria_16S 4160577 4160650 7 80 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
205676 Bacteria_16S 4163607 4163680 7 80 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

205676 Bacteria_16S 4174288 4174361 7 80 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
205676 Bacteria_16S 147484 147528 1 45 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

205676 Bacteria_16S 216521 216597 4 80 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

205676 Bacteria_16S 594413 594493 1 81 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

205676 Bacteria_16S 704848 704916 1 69 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

205676 Bacteria_16S 795547 795607 7 67 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

205676 Bacteria_16S 830843 830887 1 45 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

205676 Bacteria_16S 1167205 1167285 1 81 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

205676 Bacteria_16S 1295487 1295579 1 93 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

205676 Bacteria_16S 2281940 2282048 7 115 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

205676 Bacteria_16S 2486327 2486435 7 115 gi|219857392|ref|NR_024980.1| Mycoplasma spumans 
strain PG13 16S ribosomal RNA, partial sequence 2485849 2487317 Mycoplasma spumans Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

205676 Bacteria_16S 2489354 2489462 7 115 gi|219857390|ref|NR_024978.1| Mycoplasma equirhinis 
strain M432/72 16S ribosomal RNA, partial sequence 2488881 2490343 Mycoplasma equirhinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

205676 Bacteria_16S 2534779 2534847 1 69 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

205676 Bacteria_16S 2587750 2587818 1 69 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

205676 Bacteria_16S 2626272 2626316 1 45 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

205676 Bacteria_16S 2685209 2685289 1 81 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

205676 Bacteria_16S 2686678 2686758 1 81 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
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ctinobacteridae; Actinomycetales; Micromonosp 
2803684 2803763 1 80 gi| 219857114 
16S ribosomal RNA, partial sequence 2803231 28 
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205676 Bacteria_16S 2808250 2808329 1 80 gi 
campanulatus strain IFO 12511 16S ribosomal RNA, partia 
campanulatus Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Actinoplanes. 
205676 Bacteria_16S 2829354 2829433 1 80 gi|219856904 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Catenuloplanes. 
205676 Bacteria_16S 2890967 2891046 1 80 gi 
capillaceus strain K95-5561 16S ribosomal RNA, partial 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 

205676 Bacteria_16S 2941033 2941112 1 80 gi 
aurantiacum strain YU438-5 16S ribosomal RNA, partial s 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Virgisporangium. 

205676 Bacteria_16S 2942549 2942628 1 80 gi| 219856828 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Micromonosporaceae; Virgisporangium. 

205676 Bacteria_16S 2945648 2945691 1 44 gi 
collinoides strain JCM1123 16S ribosomal RNA, partial s 
collinoides Bacteria; Firmicutes; Lactobacillales; Lact 
205676 Bacteria_16S 3103040 3103119 1 80 gi 
gifhornensis strain HR1-2 16S ribosomal RNA, partial se 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Verrucosispora. 

205676 Bacteria_16S 3219615 3219693 1 80 gi 
platensis strain 3R 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermod 
205676 Bacteria_16S 3304554 3304597 1 44 gi| 219846718 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 33055 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
205676 Bacteria_16S 3306094 3306137 1 44 gi| 219846717 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 33071 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
205676 Bacteria_16S 3324190 3324269 1 80 gi| 219846702 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Micromonosporaceae; Dactylosporangium. 

205676 Bacteria_16S 3325717 3325796 1 80 gi 
roseum strain DSM 43916 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Dactylosporangium. 
205676 Bacteria_16S 3327238 3327317 1 80 gi 
matsuzakiense strain DSM 43810 16S ribosomal RNA, parti 
matsuzakiense Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; Dactylosporangium. 

205676 Bacteria_16S 3328757 3328836 1 80 gi 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Dactylosporangium. 
205676 Bacteria_16S 3333308 3333387 1 80 gi|219846696 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
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brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Micromonosporaceae; Actinoplanes. 
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205676 Bacteria_16S 3345417 3345496 1 80 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

205676 Bacteria_16S 3346943 3347022 1 80 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

205676 Bacteria_16S 3354613 3354656 1 44 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

205676 Bacteria_16S 3398672 3398715 1 44 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

205676 Bacteria_16S 3458691 3458734 1 44 gi|219846603|ref|NR_026195.1| Arthrobacter 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

205676 Bacteria_16S 3466301 3466344 1 44 gi|219846598|ref|NR_026190.1| Arthrobacter 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 3465830 3467301 Arthrobacter 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

205676 Bacteria_16S 3613991 3614070 1 80 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 

205676 Bacteria_16S 3712407 3712486 1 80 gi|219846428|ref|NR_026019.1]| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 

205676 Bacteria_16S 3713868 3713947 1 80 gi| 219846427 |ref|NR_026018.1| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

205676 Bacteria_16S 3861279 3861322 1 44 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

205676 Bacteria_16S 3917720 3917799 1 80 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 

205676 Bacteria_16S 4138806 4138917 7 118 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
205676 Bacteria_16S 4151321 4151432 7 118 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

205676 Bacteria_16S 4152749 4152860 7 £18 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

205676 Bacteria_16S 4157445 4157556 7 118 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
205676 Bacteria_16S 263696 263806 6 116 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
205676 Bacteria_16S 883672 883752 1 80 gi| 265678455 |ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

205676 Bacteria_16S 1322894 1322984 1 91 gi|228715345|ref|NR_027517.1| Streptococcus 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 
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Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
205676 Bacteria_16S 4137241 41373117 77 gi|219846122 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 41382 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 
205676 Bacteria_16S 4143503 4143573 7 77 gi| 219846118 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 41445 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 
205676 Bacteria_16S 4145069 4145139 7 77 gi| 219846117 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatale 
205676 Bacteria_16S 4155880 4155950 7 77 gi|219846110 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 41568 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 
205676 Bacteria_16S 76105 76178 7 80 gi| 265679013 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Ch 
205676 Bacteria_16S 274253 274350 7 104 gi| 265678877 
strain S-16 16S ribosomal RNA, partial sequence 273748 27524 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

205676 Bacteria_16S 278801 278898 7 104 gi| 265678874 
strain ATCC 23392 16S ribosomal RNA, partial sequence 27832 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

205676 Bacteria_16S 294004 294077 7 80 gi| 265678864 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorob 
205676 Bacteria_16S 1925649 1925682 1 34 gi| 219878244 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequen 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomy: 
Pseudonocardiaceae; Amycolatopsis. 

205676 Bacteria_16S 2392381 2392414 1 34 gi|219857465 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobact 
205676 Bacteria_16S 2477295 2477392 7 104 gi| 219857398 
strain 3T 16S ribosomal RNA, partial sequence 2476824 24782 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

205676 Bacteria_16S 2480274 24803717 104 gi| 219857396 
strain H/T1 16S ribosomal RNA, partial sequence 2479798 24812 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

205676 Bacteria_16S 2481787 2481884 7 104 gi| 219857395 
strain DC333 16S ribosomal RNA, partial sequence 2481316 24827 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

205676 Bacteria_16S 2484808 2484905 7 104 gi| 219857393 
strain TB 16S ribosomal RNA, partial sequence 2484337 24857 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

205676 Bacteria_16S 2957607 2957640 1 34 gi| 219856818 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Microbacterium. 

205676 Bacteria_16S 3310547 3310580 1 34 gi| 219846713 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 33114 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
205676 Bacteria_16S 3689871 3689968 7 104 gi|219846444 
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n DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionibacterium. 
2081382 2081448 1 67 gi|219878135|ref|NR_025274.1| Propionibacterium 
4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
2193547 2193581 1 35. gi|219857603|ref|NR_025191.1| Meiothermus 
n WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
ria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
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pseudopneumoniae 
pseudopneumoniae 


205676 Bacteria_16S 


caeruleus subsp. 
Actinomycetales; 


subsp. ruminatoru 
equi subsp. rumin 


205676 Bacteria_16S 
M 11690 16S ribosomal RNA, partial seq 
Sphin 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


205676 Bacteria_16S 


strain DSM 12145 
Bacteroidetes; Sp 


205676 Bacteria_16S 
CECT 5353 16S ribosomal RNA, partial s 
Strept 


entericus strain 
entericus Bacteri 


205676 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


205676 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


205676 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


205676 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


205676 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


Fl 
205676 Bacteria_16S 
franzmannii strai 
Bactero 
205676 Bacteria_16S 


Sp 
205676 Bacteria_16S 
oligofermentans s 
oligofermentans B 
205676 Bacteria_16S 


Lacto 
205676 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
205676 Bacteria_16S 
strain NS51 16S r 
Lacto 
205676 Bacteria_16S 


ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1105167 1105195 1 29 gi 
idetes; Bacteroidia; Bacteroidales; 
1224659 1224687 1 29 gi 
Firmicutes; Lactobacillales; 
1410506 1410534 1 29 gi 
strain 108 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Lactobacillales; 
1494212 1494291 1 80 gi 


ria; 


1609301 1609329 1 29 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; 
1714317 1714345 1 


29 gi 


Bacteroidetes; Sphingobacteria; 


1717405 1717433 1 29 gi 
hingobacteria; Sphingobacteriales; 
1764581 1764609 1 29 gi 
Firmicutes; Lactobacillales; 
2258854 2258882 1 29 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2278918 2279002 7 91 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


a; 


gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


1023111 10246 
Streptoc 


in A40 16S ribosomal RNA, partial sequ 
Ba 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. 


Lactobaci 


16S ribosomal RNA, partial sequence 1716916 17183 
Sph 


Streptoc 


2278443 22799 


occus. 
265678305 
ence 11046 
cteroidace 
219878314 
1 sequence 
ptococcace 
224581432 
sequence 
Streptoco 
219846703 
RNA, pa 
; Couchiop 
219878470 
partial se 
llales; St 
219878398 
uence 
gobacteria 


219878396 


ingobacter 
219878361 
equence 
ococcaceae 
219857560 
22583 
occus. 
219857547 


v 


ref 
72 1106166 Bacte 
ae; 
ref 
1224170 12256 
ae; 
ref 
1410019 14114 
ccac 
ref 
rtia 
caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporineae; Micromonosporaceae 
205676 Bacteria_16S 


lane 
ref 
quen 
rept 
ref 
1713828 17153 
les; 


ref 
94 Pedobacter saltans Bacteria; 
iace 
ref 
1764167 17655 


ref 
45 2259880 Strep 


ref 
08 Mycoplasma phocidae Bacteria; 


30 Streptococcus 


st 


NR_028607.1 
r 
Bacteroides. 
NR_025453.1 
7 
Streptococcu 
NR_027214.1 
8 
eae; Strepto 
NR_026295.1 
1 sequence 


s. 
NR_025609.1 
ce 160886 
ococcaceae; 
NR_025537.1 
2 
Sphingobact 
NR_025535.1 


ae; Pedobact 
NR_025500.1 
0 
reptococcus. 
NR_025148.1 
tb 


NR_025135.1 


2393897 2393925 1 29 gi|219857464|ref|NR_025052.1 
ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
2416870 2416898 1 29 gi|219857448|ref|NR_025036.1 
W94-11374-1 16S ribosomal RNA, partial sequence 2416361 241786 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
2478767 2478851 7 91 gi| 219857397 |ref|NR_024985.1 


3701879 3701994 1 116 gi|219846435|ref|NR_026026.1| Gelidibacter algens 
ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter algens Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

3793080 3793181 1 102 gi|219846368|ref|NR_025959.1| Polaribacter 
n 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polaribacter franzmannii 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

3978832 3978932 1 101 gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 

16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 
hingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 

455894 455922 1 29 gi| 265678747 |ref|NR_029052.1| Streptococcus 
train 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
acteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

512445 512473 1 29 gi|265678710|ref|NR_029015.1| Streptococcus 
CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

775699 775727 1 29 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
ibosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

915958 915986 1 29 gi|265678434|ref|NR_028736.1| Streptococcus 
n 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
tes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 

1020497 1020525 1 29 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
bosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

1022050 1022078 1 29 gi|265678363|ref|NR_028665.1| Streptococcus 

ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1023621 1023649 1 29 gi|265678362|ref|NR_028664.1| Streptococcus mitis 


mitis Bacteria; 


Bacteroides 
oides acidifaciens 


Streptococcus 
1 Streptococcus 
Sx 

Streptococcus 
6 Streptococcus 
coccus. 
Couchioplanes 
1493762 1495216 


Streptococcus equi 

3 1610272 Streptococcus 

Streptococcus. 
Sphingobacterium 

1 Sphingobacterium 

eriaceae; 


Pedobacter saltans 
er. 
Streptococcus 


1 Streptococcus 


Streptococcus iniae 
ococcus iniae Bacteria; 


Mycoplasma phocidae 
Porphyromonas gulae 
gulae Bacteria; 


Streptococcus 
5 Streptococcus 


Mycoplasma cloacale 


2478295 2479747 Mycoplasma cloacale Bacteria; 


205676 Bacteria_ 


strain CH20247 16 
Tenericutes; Moll 


16S 2487839 2487923 7 91 


S ribosomal RNA, partial sequence 


gi 
24 


icutes; Mycoplasmataceae; Mycoplasma. 


219857391 
87368 24888 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


205676 Bacteria_16S 2495405 2495433 1 29 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

205676 Bacteria_16S 2632309 26323371 29 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 
strain ACAM 81 16S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

205676 Bacteria_16S 2664030 2664058 1 29 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

205676 Bacteria_16S 2665592 2665620 1 29 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

205676 Bacteria_16S 2817293 28173211 29 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

205676 Bacteria_16S 2900004 2900082 1 80 gi| 219856856 |ref|NR_024675.1| Zimmermannella bifida 


strain IAM 14848 


205676 Bacteria_ 


strain GTC848 16S 
Lacto 


Firmicutes; 
205676 Bacteria_ 


strain 176 16S ri 
Lacto 


Firmicutes; 
205676 Bacteria_ 
strain S369-98-1 
Firmicutes; 


Bacteria; 


strain ATCC 43185 
Bacteroidetes; 


Tenericutes; Moll 


Bacteroidetes; 
strain ATCC 29147 
Bacteroidetes; 
Bacteria; Aquific 


strain KMM 3947 1 
Bacteroidetes; Fl 


205676 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


205676 Bacteria_16S 
ain M54/01/1 16S ribosomal RNA, partia 
st 


marimammalium str 
marimammalium Bac 


205676 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


205676 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


205676 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


205676 Bacteria_16S 


modestum strain G 


Lacto 
205676 Bacteria_1 
thoraltensis stra 
Firmicu 
205676 Bacteria_1 


Ba 
205676 Bacteria_1 
cangingivalis str 
cangingivalis Bac 
205676 Bacteria_1 
strain 275c 16S r 


Ba 
205676 Bacteria_16S 
acidophilum strai 


16S 2924601 2924629 1 29 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
16S 2962176 2962204 1 29 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
16S 3064150 3064178 1 29 


bacillales; 
6S 


Streptococcaceae; 
3216562 3216590 1 29 


tes; 
6S 


Lactobacillales; 
3392672 3392700 1 29 
cteroidia; 
6S 


Bacteroidales; 
3548520 3548548 1 29 
teria; Bacteroidetes; Bacteroidia; 
6S 3752418 3752502 7 91 
ibosomal RNA, partial sequence 


3862839 3862867 1 29 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
3867402 3867430 1 29 
cteroidia; Bacteroidales; 


3956764 3956792 1 29 


4090394 4090493 1 101 


avobacteria; Flavobacteriales; 
4117365 4117393 1 29 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
4242413 42424411 29 
teria; Firmicutes; Lactobacillales; 
129346 129369 6 29 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
148985 149008 6 29 
bosomal RNA, partial sequence 


184160 184183 6 

1 RNA, partial sequence 
ridia; Clostridiales; 
231642 231665 6 


29 


29 
ra 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 
29 


Streptoc 


gi 
29 


Streptoc 


gi 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptoc 


gi 


in S69 16S ribosomal RNA, partial sequ 
Streptococcaceae 


gi 


16S ribosomal RNA, partial sequence 
Bacteroidace 


gi 


ain VPB 4874 16S ribosomal RNA, partia 
Bac 


gi 
37 


icutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 
strain Q-1 16S ri 
Ba 
205676 Bacteria_16S 


gi 


3862330 38638 
Rikenellacea 


gi 


16S ribosomal RNA, partial sequence 
Porphyromona 


gi 


n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
205676 Bacteria_16S 


gi 


6S ribosomal RNA, partial sequence 4089922 40913 
Flavoba 


gi 


4116858 41183 
Streptoc 


gi 


gi 


128870 13034 
Prevotellace 


gi 


148511 15001 


Clostridiaceae; 


oc 
219856840 
24131 29254 
occus. 

219856815 
61676 29631 
occus. 

219846879 


occus. 
219846776 
ence 32160 
; Streptoc 
219846650 
33921 
ae; Bacter 
219846544 
1 sequence 
teroidales 
219846397 
51943 37534 


219846320 


e; Rikenel 
219846317 
38668 
daceae; Po 
219846254 
ence 39562 
nobaculum. 
219846159 


cteriaceae 
219846139 


occus. 

219846040 
1 sequence 
reptococca 
265678976 


ae; Prevot 
265678963 


occineae; 


10 Zimmermannella bifida Bacteria; 
; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024659.1| Streptococcus peroris 
69 Streptococcus peroris Bacteria; 


Streptococcus porcinus 
porcinus Bacteria; 


ref|NR_024634.1 
71 Streptococcus 


ref|NR_026471.1 ovis 


27 Streptococcus 


Streptococcus 
ovis Bacteria; 


ref|NR_026368.1] Streptococcus 

71 3217589 Streptococcus thoraltensis 

occus. 

ref|NR_026242.1| Bacteroides caccae 

91 3393612 Bacteroides caccae Bacteria; 

oides. 

ref|NR_026136.1| Porphyromonas 
3548038 3549521 Porphyromonas 

; Porphyromonadaceae; Porphyromonas. 

ref|NR_025988.1|] Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 


la. 

ref|NR_025907.1| Porphyromonas levii 
93 3868368 Porphyromonas levii Bacteria; 
rphyromonas. 


ref|NR_025844.1 
75 3957710 Hydrog 


Hydrogenobaculum 
enobaculum acidophilum 


ref|NR_025749.1| Maribacter orientalis 
60 Maribacter orientalis Bacteria; 

; Maribacter. 
ref|NR_025729.1 
54 Streptococcus 


Streptococcus minor 
minor Bacteria; 


ref |NR_025630.1 
4241925 424342 
ceae; Streptococcus. 
ref|NR_029284.1| Prevotella dentalis 
1 Prevotella dentalis Bacteria; 
ella. 
ref|NR_029271.1| Clostridium rectum 
5 Clostridium rectum Bacteria; 


Streptococcus 
4 Streptococcus 


Succ 2 16S ribosomal RNA, partial sequence 


gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Clostridium. 
gi|265678908|ref|NR_029216.1| Propionigenium 


231154 232668 Propionigenium 


modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 


205676 Bacteria_16S 
strain EUH N 1304 
Ba 
205676 Bacteria_16S 


Bacteroidetes; 


strain ATCC 33779 
Bacteroidetes; 


strain WPH 179 16 
Bacteroidetes; 
Firmicutes; 


strain GraTa 2 16 
Fusobacteria; Fus 


205676 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


205676 Bacteria_16S 
strain B14 16S ri 
Ba 
205676 Bacteria_16S 


Bacteroidetes; 


gasicomitatum str 


gasicomitatum LMG 


Ba 
205676 Bacteria_16S 


Ba 
205676 Bacteria_16S 
strain S-5623 16S 
Lacto 
205676 Bacteria_16S 


324385 324408 6 29 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
325915 325938 6 29 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
327438 327461 6 29 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
472560 472583 6 29 gi 
ribosomal RNA, partial sequence 
bacillales; Weissella. 


265678844 
ce 
ae; 


ae; 


ae; 


32386 


32539 


Prevot 
265678843 


Prevot 
265678842 
326926 32843 
Prevot 
265678736 
472041 47353 


205676 Bacteria_16S 


trevisanii strain 


trevisanii Bacter 
205676 Bacteria_16S 


marinus subsp. pa 


ref|NR_029149.1 
9 325347 Prevo 
ella. 
ref |NR_029148.1 
8 326875 Prevo 
ella. 
ref |NR_029147.1 


ella 
ref 


NR_029041.1 


t 


io! 


Prevotella disiens 
ella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


626259 626282 6 29 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
obacteriales; Fusobacteriaceae; Ilyobacter. 

633875 633898 6 29 gi| 265678628 |ref|NR_028933.1| Fusobacterium equinum 
6S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
obacteriales; Fusobacteriaceae; Fusobacterium. 

729306 729329 6 29 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
bosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

856477 856500 6 29 gi|265678474|ref|NR_028777.1| Leuconostoc 
ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 

18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 
868806 868829 6 29 gi|265678466|ref|NR_028769.1| Leptotrichia 
"WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
ia; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

879050 879073 6 29 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 

storis strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


e; Prochlorococcus. 


Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Ureaplasma parvum 

3 Ureaplasma parvum 
eaplasma. 
Streptobacillus 
obacillus moniliformis 
lus. 

Weissella soli strain 
ia; Firmicutes; 


Fusobacterium 

0 1358872 Fusobacterium 
ae; Fusobacterium. 
Fusobacterium 

3 1483108 Fusobacterium 
sobacteriaceae; 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Cetobacterium somerae 
somerae Bacteria; 


Sneathia sanguinegens 
ia sanguinegens 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Prevotella albensis 


205676 Bacteria_16S 880609 880668 8 67 gi| 265678458 |ref|NR_028760.1 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentze 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Lentzea. 

205676 Bacteria_16S 1121940 1122023 7 90 gi|228715451|ref|NR_027532.1 
serovar 3 str. ATCC 27815 16S ribosomal RNA, partial sequence 1121455 112289 
serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ur 
205676 Bacteria_16S 1156637 1156660 6 29 gi|228721492|ref|NR_027615.1 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Strept 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacil 
205676 Bacteria_16S 1287979 1288002 6 29 gi|219846052|ref|NR_025642.1 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacter 
Lactobacillales; Weissella. 

205676 Bacteria_16S 1357938 1357961 6 29 gi|228720055|ref|NR_027588.1 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 135754 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriace 
205676 Bacteria_16S 1482164 1482187 6 29 gi|219878151|ref|NR_025290.1 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 148170 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fu 
Fusobacterium. 

205676 Bacteria_16S 1564893 1564916 6 29 gi|219846059|ref|NR_025649.1 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 156589 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
205676 Bacteria_16S 1566426 1566449 6 29 gi|219846058|ref|NR_025648.1 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

205676 Bacteria_16S 1567961 1567984 6 29 gi| 219846057 |ref|NR_025647.1 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

205676 Bacteria_16S 1720469 1720492 6 29 gi|219878394|ref|NR_025533.1 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

205676 Bacteria_16S 1782646 1782669 6 29 gi| 219878348 |ref|NR_025487.1 
strain CCUG 41628 16S ribosomal RNA, partial sequence 1782175 1783536 Sneath 
Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Sneathia. 

205676 Bacteria_16S 1831381 1831404 6 29 gi| 219878315 |ref|NR_025454.1 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 18324 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

205676 Bacteria_16S 2046132 2046155 6 29 gi|219878161|ref|NR_025300.1 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 


205676 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


205676 Bacteria_16S 


strain IH003 16S 
Firmicutes; Lacto 


205676 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


205676 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


205676 Bacteria_16S 


strain DSM5578 16 
Firmicutes; Lacto 


205676 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


205676 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


205676 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


205676 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


205676 Bacteria_16S 
6S ribosomal RNA, partial sequence 3390715 33921 


strain DSM 9537 1 
Fusobacteria; Fus 


205676 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; 


strain B422 16S r 
Bacteroidetes; 


periodonticum str 
periodonticum Bac 


nucleatum subsp. 
Fusobacteriaceae; 


nucleatum subsp. 
nucleatum subsp. 


ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 


2176454 21779 


2072216 2072239 6 29 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
2176940 2176963 6 29 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


2249677 2249700 6 29 gi|219857566|ref|NR_025154.1| Fructobacillus 
DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
a; Firmicutes; Lactobacillales; Fructobacillus. 

2251202 2251225 6 29 gi|219857565|ref|NR_025153.1| Fructobacillus 
FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
tes; Lactobacillales; Fructobacillus. 

2418410 2418433 6 29 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 
S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
bacillales; Leuconostoc. 

2419965 2419988 6 29 gi|219857446|ref|NR_025034.1| Leuconostoc kimchii 


ibosomal RNA, partial sequence 


2419471 24209 


75 Leuconostoc kimchii Bacteria; 


bacillales; Leuconostoc. 
2700113 2700136 6 29 gi|219857188|ref|NR_024816.1| Prevotella salivae 
ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

2701656 2701679 6 29 gi|219857187|ref|NR_024815.1| Prevotella shahii 
ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

3145102 3145125 6 29 gi|219846825|ref|NR_026417.1| Prevotella pallens 
ribosomal RNA, partial sequence 3144616 3146069 Prevotella pallens Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

3391172 3391195 6 29 gi|219846651|ref|NR_026243.1| Propionigenium maris 


obacteriales; Fusobacteriaceae; Propioni 


3499651 3499674 6 29 gi 


genium. 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 


40 Propionigenium maris Bacteria; 


ref|NR_026168.1 
73 Cetobacterium 


Cetobacterium ceti 
ceti Bacteria; 


Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

205676 Bacteria_16S 3572836 3572859 6 29 gi|219846527|ref|NR_026119.1| Prevotella intermedia 

ibosomal RNA, partial sequence 3572354 3573812 Prevotella intermedia Bacteria; 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

205676 Bacteria_16S 3618476 3618499 6 29 gi|219846493|ref|NR_026085.1| Fusobacterium 
ain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
teria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

205676 Bacteria_16S 3619857 3619880 6 29 gi|219846492|ref|NR_026084.1| Fusobacterium 
animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 

Fusobacterium nucleatum subsp. animalis Bacteria; Fusobacteria; Fusobacteriales; 
Fusobacterium. 

205676 Bacteria_16S 3621238 3621261 6 29 gi| 219846491 |ref|NR_026083.1| Fusobacterium 
fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

205676 Bacteria_16S 3907469 3907552 7 90 gi|219846289|ref|NR_025879.1| Ureaplasma felinum 


strain FT2-B 16S 
Tenericutes; Moll 


205676 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


205676 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


205676 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


205676 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


205676 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


205676 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


205676 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2426074 2426140 1 67 gi 
ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
2483296 2483366 7 77 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490865 2490935 7 77 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3906969 39084 


2206719 22081 


219857441 
2425586 24269 


219857394 
2482825 24842 


219857389 
2490394 24918 


3753943 3754013 7 77 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


205676 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


287821 287842 7 28 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846396 
3753459 37549 


265678868 


28734 


41 Ureaplasma felinum Bacteria; 


4148200 41483117 118 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4181970 4181993 6 29 gi|219846089|ref|NR_025679.1| Fusobacterium 
n RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
ria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

2207204 2207274 7 77 gi|219857594|ref|NR_025182.1| Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref|NR_029174.1| Mycoplasma felis 
1 288773 Mycoplasma felis Bacteria; 


205676 Bacteria_16S 


300003 300024 7 


28 gi 


265678860 


californicum strain ST-6 16S ribosomal RNA, partial sequence 


californicum Bacteria; Tenericutes; Mollicutes; Mycopla 


205676 Bacteria_16S 


strain PG14 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
205676 Bacteria_16S 
pacificum DSM 126 
DSM 12653 Bacteria; 
Carboxydibrachium. 
205676 Bacteria_16S 
mitsuokai DSM 158 
15897 Bacteria; 
205676 Bacteria_16S 
strain MP145 16S 
Tenericutes; Moll 
205676 Bacteria_16S 
strain NCIMB 8633 
Proteobacteria; 
205676 Bacteria_16S 


strain 128 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
205676 Bacteria_16S 


strain MX9 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
205676 Bacteria_16S 
strain MK405 16S 
Tenericutes; Moll 
205676 Bacteria_16S 


strain 486 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
205676 Bacteria_16S 


gallopavonis strain WR1 16S ribosomal RNA, partial sequ 
Tenericutes; Mollicutes; Mycoplasmataceae; My 


Bacteria; 
205676 Bacteria_16S 


strain H831 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
205676 Bacteria_16S 


strain CH 16S ribosomal R 
icutes; 


Tenericutes; Moll 
205676 Bacteria_16S 
strain MMP-4 16S 
Tenericutes; Moll 
205676 Bacteria_16S 
strain RG-2C 16S 
Tenericutes; Moll 
205676 Bacteria_16S 
strain BbT2g 16S 
Tenericutes; Moll 
205676 Bacteria_16S 


strain 1340 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
205676 Bacteria_16S 


strain 852 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
205676 Bacteria_16S 


strain E42 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
205676 Bacteria_16S 


equigenitalium strain T37 16S ribosomal RNA, partial se 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 


205676 Bacteria_16S 


ribosoma 
icutes; 


ribosoma 
icutes; 


ribosoma 
icutes; 


803367 803388 7 


1194556 1194581 55 
Firmicutes; Clostridia; 


1206674 1206699 1 


1392518 1392539 7 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2172419 2172464 22 


2198164 2198185 7 


2199663 2199684 7 


2201159 2201180 7 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2204194 22042157 


2205693 22057147 


2208719 2208740 7 


2210233 22102547 


2211748 2211769 7 


2213248 2213269 7 


2214746 2214767 7 


2216244 22162657 


2280432 2280453 7 


2365098 2365119 7 


2366608 2366629 7 


2368118 2368139 7 


NA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


1 RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


28 gi 


53 16S ribosomal RNA, partial sequence 


97 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; 


80 gi|228715634|ref|NR_027536.1 
1194029 1195514 Carbox 
Thermoanaerobacterales; Thermoanaerob 
26 gi|228715354|ref|NR_027526.1 
1206179 1207663 Cateni 
Erysipelotrichac 

28 gi|228716184|ref|NR_027548.1 


67 gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


28 gi 


28 gi 
28 gi 
28 gi 
28 gi 
28 gi 
28 gi 
28 gi 
28 gi 
28 gi 
28 gi 
28 gi 
28 gi 
28 gi 


28 gi 


spermatophilum strain AH159 16S ribosomal RNA, partial 


spermatophilum Bacteria; Tenericutes; Mollicutes; Mycop 


205676 Bacteria_16S 
strain HRC292 16S 
Tenericutes; Moll 
205676 Bacteria_16S 
strain MH5408 16S 
Tenericutes; Moll 
205676 Bacteria_16S 


strain PG15 16S ribosomal RNA, partial sequence 


2369600 23696217 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2371111 23711327 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2372620 23726417 


28 gi 


28 gi 


28 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


smataceae; 
265678510 


802889 80433 
icutes; Mycoplasmataceae; Mycoplasma. 


1392046 13934 


219857620 


219857600 


2197691 21991 
icutes; Mycoplasmataceae; Mycoplasma. 


219857599 


2199190 22006 
icutes; Mycoplasmataceae; Mycoplasma. 


219857598 


2200688 22021 


219857596 


2203720 22051 
icutes; Mycoplasmataceae; Mycoplasma. 


219857595 


coplasma. 
219857593 


2208244 22096 
icutes; Mycoplasmataceae; Mycoplasma. 


219857592 


2209746 22112 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857588 


2215772 22172 
icutes; Mycoplasmataceae; Mycoplasma. 


219857546 


2279959 22814 
icutes; Mycoplasmataceae; Mycoplasma. 


219857483 


2364627 23660 
icutes; Mycoplasmataceae; Mycoplasma. 


219857482 
quence 

la 
219857481 
sequence 
la 
219857480 


2369126 23705 


219857479 


2370638 23720 


219857478 


21719 
seudomonadaceae; 


ence 22052 


smataceae; 


smataceae; 


ref|NR_029166.1 
299496 300945 
Mycoplasma. 
ref|NR_028813.1 


ref |NR_025209.1 
00 2173400 Cellvi 
Cellvibri 


ref|NR_025188.1 


ref|NR_025187.1 


ref|NR_025186.1 


ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025181.1 


ref 


NR_025180.1 


ref|NR_025179.1 


ref|NR_025178.1 


ref|NR_025177.1 


ref|NR_025176.1 


ref |NR_025134.1 


ref|NR_025071.1 


ref|NR_025070.1 
2366137 236759 
Mycoplasma. 
ref|NR_025069.1 
2367647 236907 
Mycoplasma. 


ref|NR_025068.1 


ref|NR_025067.1 


Mycoplasma 
Mycoplasma 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 

Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1 


Mycoplasma maculosum 


2372144 2373602 Mycoplasma maculosum Bacteria; 


205676 Bacteria_16S 
strain R171 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


205676 Bacteria_16S 
strain PG30 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


205676 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


205676 Bacteria_16S 
columbinasale str 


columbinasale Bac 


205676 Bacteria_16S 
strain G122 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


205676 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


205676 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


205676 Bacteria_16S 


strain 4822 16S r 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


strain T1-X7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
205676 Bacteria_16S 


strain G145 16S r 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


strain D6-1 16S r 


Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
205676 Bacteria_16S 


2374126 2374147 7 28 gi 
icutes; Mycoplasmataceae; Mycoplasma. 
2375637 2375658 7 28 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
2377150 23771717 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2378658 2378679 7 28 gi 


teria; Tenericutes; Mollicutes; Mycopl 
2380164 2380185 7 28 gi 
icutes; Mycoplasmataceae; Mycoplasma. 

2389338 2389359 7 28 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2474297 2474318 7 28 gi 
ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
2475792 2475813 7 28 gi 


gi 


219857477 


219857476 


219857475 


219857474 


ain 694 16S ribosomal RNA, partial sequence 
asmataceae; 


219857473 


219857467 


2388858 23902 


219857400 
quence 


219857399 


asmataceae; 


ibosomal RNA, partial sequence 


2492384 2492444 6 67 
ribosomal RNA, partial sequence 


3691382 3691403 7 28 
ibosomal RNA, partial sequence 


3700363 3700384 7 28 
ibosomal RNA, partial sequence 


3750903 3750924 7 28 


2475319 24767 


gi| 219857388 
2491905 24933 


gi| 219846443 
3690909 36923 


gi| 219846436 
3699882 37013 


gi| 219846398 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 


ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 
205676 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


strain PG51 16S r 
Tenericutes; Moll 


strain UC/MF 16S 
Tenericutes; Moll 


leopharyngis stra 
Bacteria; Teneric 


leonicaptivi stra 
Bacteria; Teneric 


strain LX 16S rib 
Tenericutes; Moll 


strain PU 16S rib 
Tenericutes; Moll 


strain PS6 16S ri 
Tenericutes; Moll 


strain 17529 16S 
Tenericutes; Moll 


strain DD 16S rib 
Tenericutes; Moll 


strain 7728-L6C 1 
Bacteroidetes; Ba 


3755457 3755478 7 28 
ibosomal RNA, partial sequence 


3758466 3758487 7 28 
ibosomal RNA, partial sequence 


3779598 3779619 7 28 
ribosomal RNA, partial sequence 


3782617 3782638 7 28 


3784100 37841217 28 


3785571 3785592 7 
osomal RNA, partial sequence 


28 


3787056 3787077 7 
osomal RNA, partial sequence 


28 


3799139 3799160 7 28 
bosomal RNA, partial sequence 


3856771 3856792 7 28 
ribosomal RNA, partial sequence 


3858257 3858278 7 
osomal RNA, partial sequence 


28 


3865882 3865953 6 77 


cteroidia; Bacteroidales; 


205676 Bacteria_16S 


strain BV1 16S ri 


3884410 3884431 7 28 
bosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


gi| 219846395 
3754983 37564 


gi| 219846393 
3757993 37594 


gi| 219846377 
3779118 37805 


gi|219846375 


in LL2 16S ribosomal RNA, partial sequence 37821 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


gi|219846374 


in 3L2 16S ribosomal RNA, partial sequence 37836 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
205676 Bacteria_16S 


gi|219846373 
3785096 37865 


gi| 219846372 
3786577 37880 


gi| 219846363 
3798661 38001 


gi| 219846324 
3856288 38577 


gi| 219846323 
3857775 38592 


gi| 219846318 


6S ribosomal RNA, partial sequence 3865370 38668 
Porphyromonadaceae; 


Po 
gi| 219846306 
3883911 38853 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_025065.1| Mycoplasma lipofaciens 


2373653 2375108 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 


2375159 2376625 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 


2376676 2378132 Mycoplasma columbinum Bacteria; 


ref|NR_025062.1| Mycoplasma 
2378183 2379640 Mycoplasma 
Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
2379691 2381146 Mycoplasma caviae Bacteria; 
ref|NR_025055.1| Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


ref|NR_024988.1| Mycoplasma 
2473825 2475268 Mycoplasma 
Mycoplasma. 
ref|NR_024987.1| Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


ref|NR_024976.1 
49 Tetrasphaera 


Tetrasphaera japonica 
japonica Bacteria; 
Intrasporangiaceae; Tetrasphaera. 
ref|NR_026034.1| Mycoplasma adleri 

64 Mycoplasma adleri Bacteria; 


ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


ref|NR_025989.1| Mycoplasma 
3750418 3751892 Mycoplasma 
Mycoplasma. 

ref|NR_025986.1| Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025966.1| Mycoplasma 
35 3783570 Mycoplasma leopharyngis 


ref|NR_025965.1| Mycoplasma 
21 3785045 Mycoplasma leonicaptivi 


ref|NR_025964.1| Mycoplasma simbae 
26 Mycoplasma simbae Bacteria; 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


ref|NR_025914.1| Mycoplasma meleagridis 
24 Mycoplasma meleagridis Bacteria; 


ref|NR_025913.1| Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


205676 Bacteria_16S 


strain A417 16 
Tenericutes; M 


205676 Bacteria_16S 
canigenitalium strain D6P-C 16S ribosomal RNA, partial 


3908992 3909013 7 28 
S ribosomal RNA, partial sequence 
ollicutes; Mycoplasmataceae; Ureaplasma. 
3910522 3910543 7 28 gi 


gi 


se 


canigenitalium Bacteria; Tenericutes; Mollicutes; Mycopla 


205676 Bacteria_16S 


NS12 16S ribos 
Sphingobacteri 


205676 Fungi_16S 


strain IFM 100 
Actinobacteria 


205676 Fungi_16S 


strain IFM 078 
Actinobacteria 


205676 Fungi_16S 


strain IFM 057 
Actinobacteria 


205676 Fungi_16S 


strain IFM 100 
Actinobacteria 


205676 Fungi_16S 


strain YZ-96 1 


1248961 1249045 17 
omal RNA, partial sequence 
a; 


101 gi 


Sphingobacteriales; Flexibacteraceae; Ru 
475 541 1 67 gi 
35 16S ribosomal RNA, partial sequence 1 

; Actinobacteridae; Actinomycetales; Coryne 
1984 2050 1 67 gi 
4 16S ribosomal RNA, partial sequence 1564 
; Actinobacteridae; Actinomycetales; Coryne 
3522 3588 1 67 gi 
5 16S ribosomal RNA, partial sequence 3067 
; Actinobacteridae; Actinomycetales; Coryne 
5082 5148 1 67 gi 
84 16S ribosomal RNA, partial sequence 4616 
; Actinobacteridae; Actinomycetales; Coryne 


219846288 
3908492 39099 


219846287 


quence 


smataceae; Ureaplasma. 
219857416 
1248510 1249867 Runel 


nella. 


265678352 


1514 


bacterineae; 
265678351 


3016 


bacterineae; 
265678350 


4565 


bacterineae; 
265678349 


6112 


bacterineae; 


Actinobacteria; 
205676 Fungi_16S 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 


Actinobacteria; 


205676 Fungi_16S 9626 9692 1 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


Actinobacteria; 
205676 Fungi_16S 


11107 11173 1 


67 


67 


gi 


gi 


6638 6704 1 67 gi| 265678348 

6S ribosomal RNA, partial sequence 6163 7670 
Actinobacteridae; Actinomycetales; Corynebacterineae; 

8140 8206 1 67 gi| 265678342 


9123 


Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857197 
10588 


219857175 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
205676 Archaea_16S 34260 
vulcanius strain 
Archaea; 
205676 Archaea_16S 


34282 6 


28431 28452 7 


indicus strain SL43 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanococci; Methanococcales; 


Archaea; 


205676 Archaea_16S 35722 35743 7 


28 


28 


28 


gi 


M7 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanococci; Methanococcales; 


gi 


gi 


Actino: 


265678399 
33808 
Methanocal 
265678557 
27994 
Methanocal 
265678344 


formicicus strain Mc-S-70 16S ribosomal RNA, partial sequence 
formicicus Archaea; Euryarchaeota; Methanococci; Methanococcales; 


205676 Archaea_16S 212255 212276 7 


vannielii strain SB 16S ribosomal RNA, partial sequence 


28 


gi 


Archaea; Euryarchaeota; Methanococci; Methanococcales; 


209084 Bacteria_16S 
strain B7-43 16S 


363168 363079 21 


209084 Bacteria_16S 122799 122735 46 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Bacteria; 


209084 Bacteria_16S 884604 884540 46 


hydrothermale strain MT-96 16S ribosomal RNA, partial s 
Deltaproteobacteria; 


hydrothermale Bacteria; 
Desulfacinum. 
209084 Bacteria_16S 
wolinii strain DB 
Bacteria; 
Syntrophobacter. 
209084 Bacteria_16S 


Proteobacteria; 


1127320 1127256 46 


1348341 1348277 46 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


gi 


219846128 
21188 

Methanococ 

265678813 


361716 36321 


110 gi| 265678981 

12137 

Syntrophobacterale 

110 gi| 265678455 
equence 


110 


110 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


gi 


Synt 


253680772 
11259 


Syntrophobacterale 


228720860 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


fumaroxidans MPOB Bacteria; 
Syntrophobacteraceae; 
209084 Bacteria_16S 

norvegica strain 
Bacteria; 
Thermodesulforhabdus. 
209084 Bacteria_16S 


Proteobacteria; 
Syntrophobacter. 
3777456 3777392 46 


21082 20973 al 


110 gi 
Syntroph 
110 gi 


A8444 16S ribosomal RNA, partial seque 
Proteobacteria; Deltaproteobacteria; 


219846379 
nce 37759 
obacterale 


265679050 


multivorans strain Struelens 16S ribosomal RNA, partial sequence 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; Burkholderia cepacia complex. 


; Desulfovibrionaceae; 


ref|NR_025878.1 


ref |NR_025877.1 
3910020 391149 


ref |NR_025004.1 


ref |NR_028654.1 
ref |NR_028653.1 
ref |NR_028652.1 
ref|NR_028651.1 
ref|NR_028650.1 
ref 


NR_028644.1 


ref |NR_024825.1 


mycetales; Coryn 


ref|NR_028701.1 

35231 Methan 
dococcaceae; Met 
ref|NR_028861.1 

29402 Methan 
dococcaceae; Met 
ref|NR_028646.1 

35282 36655 
Methanocaldococ 
ref|NR_025718.1 
9 213145 Methan 
caceae; Methanoc 
ref|NR_029118.1 
3 Desulfovibrio 
Des 
ref|NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref|NR_028757.1 
883190 884650 
rophobacterales; 


ref|NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref |NR_029358.1 
19628 21106 


la zeae Bacteria; 


Nocardiaceae; 
ref |NR_024803.1 
e 10639 12137 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Runella zeae strain 
Bacteroidetes; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 
Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Methanocaldococcus 
ocaldococcus vulcanius 
hanocaldococcus. 
Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 
Methanotorris 
Methanotorris 
caceae; Methanotorris. 
Methanococcus 
ococcus vannielii 
occus. 

Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 
Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 

Desulfacinum 

Desulfacinum 

Syntrophobacteraceae; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Burkholderia 
Burkholderia 


209084 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


phenazinium strai 
Bacteria; Proteob 


strain P 1-22-1 1 
Proteobacteria; 


209084 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 


Burkholderia cepacia complex. 
209084 Bacteria_16S 
strain 717 16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


Proteobacteria; B 


complex. 


209084 Bacteria_16S 
LB400 16S ribosomal RNA, partial sequence 25570 
acteria; Betaproteobacteria; Burkholde 


xenovorans strain 
Bacteria; Proteob 


209084 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


209084 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


209084 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


209084 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


209084 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


209084 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


209084 Bacteria_16S 


strain 173-96 16S 


235661 235552 1 


237297 237188 1 


238879 238770 1 


110 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
209084 Bacteria_16S 


110 


110 


gi 


265678905 


234235 23583 


gi 


n A 1 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
209084 Bacteria_16S 


gi 


265678904 
23588 
riales; Bu 
265678903 


6S ribosomal RNA, partial sequence 237457 23896 


rkholderiaceae; 


ref|NR_029213.1 
4 Burkholderia 
Burkholder 
ref |NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref|NR_029211.1 
6 Burkholderia 


Burkholder 


Betaproteobacteria; Burkholderiales; Bu 


240426 240317 1 110 gi 
2327 16S ribosomal RNA, partial sequenc 


e 23901 


rkholderiaceae; 
265678902 


ref 


NR_029210.1 
7 240544 Burkho 


257144 257035 1 110 gi 


468838 468729 1 110 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1360369 1360260 1 110 gi 


gi 


4 Bacteria; Proteobacteria; 
udomallei group. 

1387595 1387486 1 110 

ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1389110 1389001 1 110 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1879502 1879393 1 110 gi 


gi 


ria; Proteobacteria; Betaproteobacteri 
2385692 2385583 1 110 gi 


etaproteobacteria; Burkholderiales; Bu 
560699 560599 10 110 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


209084 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


209084 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


209084 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


209084 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


209084 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


209084 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


209084 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


209084 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


209084 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


209084 Bacteria_16S 


22522 22475 63 110 
ibosomal RNA, partial sequence 
ridia; 


gi 


Clostridiales; Veillonellaceae; 
662065 662018 63 110 gi 
ain A/G14/99/10 16S ribosomal 


21157 


acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
242012 241903 1 110 gi|265678901|ref|NR_029209.1 
240595 242072 Burkholderia 


265678891 


riales; Bu 
265678739 


467397 46889 


rkholderia 
228720024 


ain E264 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


228716754 


1386182 13876 


riales; Bu 
228716720 


1387667 13891 


rkholderia 
219878282 


n CS-K2 16S ribosomal RNA, partial sequence 


a; Burkhol 
219857470 


16S ribosomal RNA, partial sequence 2384259 23857 


rkholderia 
265678679 


559287 56077 


Acetobacte 
265679049 
22626 
Propionis 
265678608 


RNA, partial seque 


teria; Firmicutes; Bacillales; Jeotgalicoccus. 

1287292 1287245 63 110 gi| 219846053 
in YKJ-101 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 

2193003 2192960 67 110 gi| 219857604 

ribosomal RNA, partial sequence 2191612 21930 
lales; Bacillaceae; Amphibacillus. 

2314507 2314460 63 110 gi| 219857520 
in T8 16S ribosomal RNA, partial sequence 23131 
tes; Bacillales; Salinicoccus. 

3028434 3028387 63 110 gi| 219846905 
strain GKNTAUT 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Clostridia; Clostridiales; 

3303881 3303834 63 110 gi| 219846719 
6S ribosomal RNA, complete sequence 3302462 33040 
lales; Salinicoccus. 

1582523 1582423 10 110 gi| 219878490 
in CCUG 44693 16S ribosomal RNA, partial sequenc 
eria; Proteobacteria; Alphaproteobacteria; Rhodo 

391949 391840 1 110 gi| 265678794 
n cf 16S ribosomal RNA, partial sequence 39048 
acteria; Betaproteobacteria; Burkholderiales; Bu 

854294 854205 21 110 gi| 265678477 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulforegula. 


rkholderiaceae; 


Burkholder 


ref |NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 
ref |NR_029044.1 


ceae; Burkholder 
ref|NR_027587.1 
1358923 136041 
Burkholderiales; 


ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 
ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_028984.1 


raceae; Roseomon 
ref|NR_029357.1 

Propionispira 
pira 
ref 
nce 


NR_028913.1 
660668 


ref |NR_025643.1 
1285891 128739 


ref|NR_025192.1 
37 Amphibacillus 


ref |NR_025108.1 
25 2314583 Salini 


ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026311.1 
04 Salinicoccus 


ref |NR_025629.1 
e 1581111 158256 
varius. 
ref |NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 


Burkholderia graminis 


graminis Bacteria; 


ia. 
Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Burkholderia terricola 


3 Burkholderia terricola Bacteria; 


ia. 

Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Propionispira arboris 
arboris Bacteria; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Amphibacillus tropicus 
tropicus Bacteria; 


Salinicoccus 
coccus alkaliphilus 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Salinicoccus roseus 


roseus Bacteria; 


Rhodovarius 
8 Rhodovarius 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 


ref |NR_028780.1 
852834 854357 


Desulforegula 
Desulforegula 


209084 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


burkinensis strai 
Bacteria; Proteob 


209084 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


209084 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


209084 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


209084 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


209084 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


209084 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
209084 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 
Desulfatibacillum 


209084 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


209084 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


strain B 5329 16S 
Actinobacteria; A 


209084 Bacteria_16S 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


209084 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


209084 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


209084 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


209084 Bacteria_16S 


strain MCRL 0044 
Actinobacteria; A 


209084 Bacteria_16S 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


209084 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


209084 Bacteria_16S 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


209084 Bacteria_16S 


castelarensis str 
castelarensis Bac 
Streptomycetaceae 


1369439 1369350 21 
RS-1 16S ribosomal RNA, 


110 gi 
complete sequ 


2607183 2607094 21 110 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
1248332 1248292 70 110 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1284245 12841411 105 gi 


etaproteobacteria; Burkholderiales; Bu 
1979782 1979706 34 110 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
3234116 3234076 70 110 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3710297 3710257 70 110 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
4027643 4027567 34 110 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


4166092 4166016 34 110 gi 
strain CV2803 16S ribosomal RNA, parti 


ain 592 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Pseudonocardia. 
74123, 74076 63 110 gi 
train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
e; Pseudonocardia. 
102831 102788 67 110 gi 
strain L420-91 16S ribosomal RNA, part 
Bacteria; Firmicutes; Bacillales; Paen 


125745 125698 63 110 gi 
in NSP M-1 16S ribosomal RNA, partial 

eria; Nitrospirae; Nitrospirales; Nitr 
266062 266015 63 110 gi 


ctinobacteridae; Actinomycetales; Pseu 
269062 269015 63 110 gi 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
313145 313102 67 110 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
343760 343713 63 110 gi 
YU 636-3 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 


369018 368971 63 110 gi 
ain BJ-608 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Streptomyces. 


, 


209084 Bacteria_16S 


acteria; Deltaproteobacteria; Desulfov 
209084 Bacteria_16S 


16S ribosomal RNA, partial sequence 1282800 12842 


Bacteria; Proteobacteria; Deltaproteobacteria; D 
31761 31718 67 110 gi| 265679043 
S ribosomal RNA, partial sequence 30363 31864 
bacillales; Aerococcaceae; Facklamia. 
40597 40554 67 110 gi| 265679037 
F-2 16S ribosomal RNA, complete sequence 39179 
tes; Bacillales; Staphylococcus. 
49752 49705 63 110 gi| 265679031 
ribosomal RNA, partial sequence 48372 49856 
ctinobacteridae; Actinomycetales; Actinomycineae 
72559 72512 63 110 gi| 265679016 


16S ribosomal RNA, partial sequence 264725 26613 


228718692 
ence 13679 
ibrionales 
219857264 
nce 26057 
ibrionales 
219857449 
equence 

hlamydiace 
219846066 


rkholderia 
219878209 
19783 
acterales; 
219846765 
quence 
hlamydiace 
219846430 
e 37089 
robiales; 
219846205 
equence 
ria; Desul 


219846104 
al sequenc 


uence 


265679015 
equence 
dae; Actin 


265678995 
ial sequen 
ibacillace 


265678979 
sequence 
ospiraceae 
265678883 


donocardin 
265678881 
rtial sequ 
nobacterid 


265678852 
equence 
ylococcus. 
265678829 
quence 
ctinomycet 


265678809 
sequence 
e; Actinom 


374993 374946 63 110 


gi 


ref 


, 
ref 


, 
ref 


ae; 
ref 


ref 


ref 
ae; 


ref 


ref 


ref 
esul 


ref 


ref 


ref 


; Ac 
ref 


ref 
omyc 
ref 
ae; 
ref 


; Ni 
ref 


eae; 
ref 
ence 


ae; 


ref 


ref 
ales 
ref 


ycet 


265678805 


nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 


77 1369516 Desulf 
De 


22 2607261 Desulf 
De 


1246931 124845 


26 1979852 Desul 
Des 
3232707 32342 
07 3710374 Prost 
Verr 

4026183 40277 
foba 


e 4164674 41661 


40723 


Actinobaculum 


71176 
e; Actinomycet 


72731 


ce 101441 10292 
Aneurinibac 


124349 12586 


Actinomycet 


311738 3 


342395 3 


367645 36911 


NR_027575.1 


sulfovibrion 
NR_024895.1 


sulfovibrion 
NR_025037.1 


Neochlamydia 
NR_025656.1 
; Burkholder 
NR_025348.1 
f 
ulfobacterac 
NR_026357.1 
4 
Parachlamydi 
NR_026021.1 
h 
ucomicrobiac 
NR_025795.1 
0 
cterales; De 
NR_025694.1 
1 
fobacterales 


NR_029351.1 


NR_029345.1 
Staphy 


NR_029339.1 


tinomycetace 
NR_029324.1 
72680 
ales; Pseudo 
NR_029323.1 
74244 
etales; Pseu 
NR_029303.1 
5 
i 


NR_029287.1 
7 
trospira. 
NR_029189.1 


Pseudonocar 
NR_029187.1 
267723 
a 


NR_029158.1 
13264 


NR_029134.1 
43854 
ineae 


; Frank 


NR_029114.1 
9 
t 


ales; Strep 


ref 


Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Neochlamydia 
9 Neochlamydia 


Burkholderia hospita 


83 Burkholderia hospita Bacteria; 
ceae 


ia. 

Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 

Parachlamydia 
7 Parachlamydia 
a. 

Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 

Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Staphylococcus 
lococcus condimenti 


Actinobaculum schaalii 
schaalii Bacteria; 

ae; Actinobaculum. 
Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Aneurinibacillus 
Aneurinibacillus 


llus group; 


Nitrospira 
Nitrospira 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Actinomadura cremea 
269132 Actinomadura 


les; 


Staphylococcus 
Staphylococcus 


Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


’ 


Streptomyces 
Streptomyces 
omycineae; 


NR_029110.1 


Kitasatospora 


373661 375050 Kitasatospora 


nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 


209084 Bacteria_16S 376521 376478 67 110 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

209084 Bacteria_16S 388817 388770 63 110 gi|265678796|ref|NR_029101.1| Veillonella ratti 


strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 


209084 Bacteria_16S 393473 393430 67 110 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

209084 Bacteria_16S 404174 404127 63 110 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
209084 Bacteria_16S 405707 405660 63 110 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
209084 Bacteria_16S 410331 410284 63 110 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
209084 Bacteria_16S 433617 433574 67 110 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
209084 Bacteria_16S 436734 436687 63 110 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
209084 Bacteria_16S 450547 450500 63 110 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
209084 Bacteria_16S 453641 453598 67 110 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 
209084 Bacteria_16S 455240 455197 67 110 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 


209084 Bacteria_16S 475006 474959 63 110 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

209084 Bacteria_16S 507288 507241 63 110 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 


antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
209084 Bacteria_16S 523993 523946 63 110 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 


209084 Bacteria_16S 549920 549873 63 110 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

209084 Bacteria_16S 554502 554455 63 110 gi| 265678683 |ref|NR_028988.1| Streptomyces 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


209084 Bacteria_16S 599638 599591 63 110 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
209084 Bacteria_16S 601168 601121 63 110 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 


cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


209084 Bacteria_16S 644045 643998 63 110 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

209084 Bacteria_16S 657491 657444 63 LEO gi|265678612|ref|NR_028917.1| Streptomyces 


melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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209084 Bacteria_16S 1294881 1294838 67 110 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
209084 Bacteria_16S 1297790 1297747 67 110 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
209084 Bacteria_16S 1308439 1308392 63 110 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
209084 Bacteria_16S 1320718 1320675 67 110 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
209084 Bacteria_16S 1322260 1322217 67 110 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
209084 Bacteria_16S 1342099 1342052 63 110 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
209084 Bacteria_16S 1426688 1426641 63 110 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
209084 Bacteria_16S 1428253 1428206 63 110 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
209084 Bacteria_16S 1432926 1432879 63 110 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
209084 Bacteria_16S 1434451 1434408 67 110 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 
209084 Bacteria_16S 1435979 1435936 67 110 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
209084 Bacteria_16S 1440616 1440569 63 110 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
209084 Bacteria_16S 1452742 1452695 63 110 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
209084 Bacteria_16S 1475290 1475243 63 110 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
209084 Bacteria_16S 1479972 1479929 67 110 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 
209084 Bacteria_16S 1489122 1489075 63 110 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
209084 Bacteria_16S 1495124 1495077 63 110 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
209084 Bacteria_16S 1528191 1528144 63 110 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 


strain JCM3369 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
209084 Bacteria_16S 


strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
209084 Bacteria_16S 


oligospora strain ATCC 43269 16S ribosomal RNA, partial 


1529703 1529656 63 


1531215 1531168 63 


110 


110 


gi 


gi 


oligospora Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinomadura. 


209084 Bacteria_16S 


1532744 1532697 63 


110 


gi 


1526835 15282 
Streptosporang 


219857434 


1528339 15297 
Streptosporang 


219857433 
sequence 
Ac 


219857427 


tinomycetale 


ineae; 
ref 
ineae; 
ref 


1529847 
S; 


ref 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 


NR_025022.1 
96 Actinoallomurus spadix Bacteria; 
Thermomo 
NR_025021.1 
Streptos 


NR_025015.1 


88 Actinomadura yumaensis Bacteria; 
Thermomonosporaceae; 


Actinomadura spadix 
nosporaceae; 
Actinomadura 


08 Actinomadura 
porangineae; 


15313 


Micromonospora 
1531359 1532864 Micromonospora 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


209084 Bacteria_ 


strain JCM 3325 1 


Actinomadura. 


209084 Bacteria_16S 
strain NRRL B-162 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
209084 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 
209084 Bacteria_16S 
paranensis strain 
paranensis Bacter 
Streptomycetaceae 
209084 Bacteria_16S 
terrestris strain 
terrestris Bacter 
Streptomycetaceae 
209084 Bacteria_16S 
gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 
209084 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


strain DSM 40258 


Streptomycineae; 


209084 Bacteria_16S 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae 
209084 Bacteria_16S 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
209084 Bacteria_16S 


strain DSM 43049 


16S 1535739 1535692 63 


1540372 1540325 63 


1543481 1543434 63 


; Kitasatospora. 


1559919 1559872 63 


; Kitasatospora. 


1574897 1574850 63 


1576423 1576376 63 


1590216 1590169 63 


1591764 1591717 63 


; Streptomyces. 


1593312 1593265 63 


Streptomycetaceae; 
1594858 1594811 63 


; Streptomyces. 


1596405 1596358 63 


; Streptomyces. 


1597953 1597906 63 


38 16S ribosomal RNA, partial 


6S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
13 Actinomadura vinacea Bacteria; 
Streptosporangineae; Thermomonosporaceae; 
110 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
sequence 1538986 1540484 Crossiella cryophila Bacteria; 

donocardineae; Pseudonocardiaceae; Crossiella. 

110 gi|219857374|ref|NR_024962.1| Actinokineospora 
al sequence 1542095 1543606 Actinokineospora 


NRRL B-24047 16S ribosomal RNA, parti 


HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 


110 


HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 


110 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
209084 Bacteria_16S 


110 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
209084 Bacteria_16S 


110 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
209084 Bacteria_16S 
tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 
209084 Bacteria_16S 
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strain DSM 40597 


1599501 1599454 63 


; Streptomyces. 


1601049 1601002 63 


110 


110 


16S ribosomal RNA, partial sequence 1599676 16011 


Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 
oticus strain DSM 43156 16S ribosomal 
Streptomyces purpurogeneiscleroticus Ba 


purpurogeneiscler 


Streptomycineae; 


209084 Bacteria_16S 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


1602597 1602550 63 


Streptomycetaceae; 
1663344 1663297 63 


e; Kibdelosporangium. 


209084 Bacteria_16S 


aridum subsp. 


1664884 1664837 63 


Kibdelosporangium aridum subsp. 


110 


110 


110 
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equence 
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Actinomyce 
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Stre 

gi 
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Actinomyceta 


e; S 
ref 


v 


219878483 
partial 
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sequ 
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219878482 


rtial sequ 
idae; Acti 


ref 
ence 
nomy 


gi 


19878481 
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Actinomy 


gi|2 ref 

1 

‘ ceta 

gi|219878480|ref 

Stre 
gi 


ptomycinea 
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partial seque 
teridae; Actin 


e; S 


gi|219878478|ref 
Stre 


gi 


ptomycinea 
219878477 
RNA, parti 


e; S 
ref 
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219878433 
sequence 
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gi ref 


gi| 219878432 |ref 


1557082 15585 
Streptomycineae; 


1558576 15600 
Streptomy 


40 Streptomyces 


1590391 15918 


1595032 15965 


77 Streptomyces 


73 Streptomyces 


v 


1661967 16634 


2 
Ss; 


NR_025782.1 
0 


S; 
NR_024687.1 


Actinosynn 
NR_024686.1 


Actinosynn 
NR_025624.1 


treptomycet 
NR_025623.1 
8 
les; Strept 
NR_025622.1 
ence 159193 
ae; Actinomy 


NR_025621.1 
159348 
cetales; Str 


NR_025620.1 
2 
fo} 


les; Strept 
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treptomyceta 
NR_025618.1 
nce 159812 
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NR_025617.1 
treptomyceta 


NR_025616.1 
equence 


NR_025572.1 
5 


ales; Pseudo 


ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Actinokineospora. 

1556931 1556884 63 110 gi|219846194|ref|NR_025784.1| Kitasatospora 
HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 

1558425 1558378 63 110 gi|219846193|ref|NR_025783.1| Kitasatospora 


5 Kitasatospora 


Kitasatospora 
4 Kitasatospora 
cineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
emataceae; 


Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
emataceae; 


Lentzea. 
Streptomyces catenulae 


catenulae Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 
8 Streptomyces 


omycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


NR_025571.1 


largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 


209084 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


auripigmenti stra 
auripigmenti Bact 


209084 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


209084 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; Clost 


209084 Bacteria_16S 


strain ISP 5293 1 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


209084 Bacteria_16S 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


209084 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


209084 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


209084 Bacteria_16S 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


209084 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


aridum strain DSM 
Bacteria; Actinob 


strain M577-94 16 
Firmicutes; Lacto 


209084 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


209084 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


209084 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


209084 Bacteria_16S 


strain IMSNU 2200 


strain DSM 5090 1 
Firmicutes; Clost 


209084 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


209084 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


eria; 


ae; 


ridia; 


v 


’ 


teria; 


ria; 


tes; 


bacillales; 


cteria; 


bacillales; 


ridia; 


ridia; 


209084 Bacteria_16S 


1666408 1666361 63 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
Kibdelosporangium. 
209084 Bacteria_16S 1693809 1693762 63 
in OREX-4 16S ribosomal RNA, partial s 
Firmicutes; 
1747240 1747193 63 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomadura. 
1748769 1748722 63 
6S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 
1772880 1772833 63 
6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
209084 Bacteria_16S 1774378 1774331 63 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
1775876 1775829 63 
n ISP 5166 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
1778955 1778912 67 
ain DSM 1355 16S ribosomal RNA, partia 
Firmicutes; 
1780505 1780462 67 
n DSM 1327 16S ribosomal RNA, 
Firmicutes; 
1789409 1789362 63 
n BC448 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


1801620 1801577 67 
IS1 16S ribosomal RNA, partial sequenc 
Bacillales; 
1817022 1816975 63 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
Kibdelosporangium. 
209084 Bacteria_16S 1844591 1844548 67 
S ribosomal RNA, partial sequence 


1853559 1853512 63 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1855111 1855068 67 
rain CCUG 44365 16S ribosomal 
Firmicutes; 
1858064 1858021 67 
6S ribosomal RNA, partial sequence 1856650 18581 


1867321 1867274 63 
4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 1884181 1884134 63 
6S ribosomal RNA, partial sequence 1882756 18842 

Clostridiales; Veillonellaceae; 
1885761 1885714 63 
6S ribosomal RNA, partial sequence 1884339 18858 

Clostridiales; Veillonellaceae; 
1894989 1894942 63 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


1904026 1903983 67 


110 


110 


Clostridia; 
110 


110 


110 


110 


110 


110 


Bacillales; 
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Paenibacillus. 
ref |NR_025489.1 
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19 1801737 Paenib 
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46 1817129 Kibdel 
donocardineae; P 
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ref|NR_025438.1 
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omycetales; Stre 


ref 
nce 
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ae; Globicatella 
ref|NR_025435.1 
69 Trichococcus 


ref |NR_025429.1 
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; Micromonos 


ref |NR_025416.1 


ref|NR_025415.1 


NR_025407.1 
1893578 189509 
ionales; s 


ref 


gi 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Actinomadura 
0 Actinomadura 
porangineae; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
Megamonas. 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Paenibacillus 
acillus stellifer 


Kibdelosporangium 
osporangium aridum 


seudonocardiaceae; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Globicatella 
6 1855215 Globicatella 


Trichococcus palustris 


palustris Bacteria; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


NR_025400.1 


Facklamia miroungae 


1902626 1904030 Facklamia miroungae Bacteria; 


lamia. 


209084 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


209084 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


209084 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


209084 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


209084 Bacteria_16S 
16S ribosomal RNA, partial sequence 1932811 19342 
eltaproteobacteria; Desulfovibrionales 
209084 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 


strain LMG 18419 
Firmicutes; Bacil 


209084 Bacteria_16S 
-9 16S ribosomal RNA, partial 
acteria; Deltaproteobacteria; 
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209084 Bacteria_16S 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
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219857642 


219857641 


219857635 
osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseu 
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sequ 
Acti 


enc 
nomycet 


ref 
ce 
myc 


equen 
etal 


ref 
equen 
dae; 


ce 
Actinom 
ref 
nce 

llace The 


ref 


ae; 


20991 
Prop 


e 
es; ioni 
ref 
omycineae; S 
ref 
2 
omyc 


quence 
e; Actin 


ref 
ence 
Veil 
ref 


ial sequ 
diales; 


nocardineae; 


219857624 


ref 


47 Paenibacillus 


73 1978275 Desul 


e 1979903 19813 


07 Virgibacillus 


e 2053442 20549 


2056438 205792 


2057971 205946 


2070125 20716 


38 2100621 Nocar 


30 Streptomyces 


138615 21400 


biaceae; Des 
NR_025372.1 


NR_025349.1 
£ 
sulfomicrobi 
NR_025347.1 
8 
tinomycetale 


NR_025308.1 


NR_025294.1 
1 
t 


ales; Strep 


NR_025292.1 
es; 
NR_025291.1 


ycetales; St 
NR_025282.1 
7 
rmobacillus. 
NR_025261.1 
d 
bacterineae; 


NR_025250.1 


treptomyceta 
NR_025231.1 
4 
etales; Pseu 
NR_025230.1 

214009 
lonellaceae; 


NR_025224.1 


Pseudonocar 


1909706 1909663 67 110 gi| 219878257 |ref|NR_025396.1| Aerococcus 
in CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
eria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
1915769 1915726 67 110 gi|219878252|ref|NR_025391.1| Paenibacillus 
n CM1 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
1923499 1923436 47 110 gi|219878246|ref|NR_025385.1| Ralstonia 
train LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
acteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
1925001 1924954 63 110 gi|219878245|ref|NR_025384.1| Pseudonocardia 
n LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 
1934212 1934165 63 110 gi| 219878239 |ref|NR_025378.1| Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 
Paenibacillus cookii 
cookii Bacteria; 


Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Arcanobacterium 

5 Arcanobacterium 

s; Actinomycineae; 


Virgibacillus proomii 
proomii Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Paenibacillus borealis 
borealis Bacteria; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Thermobacillus 
8 Thermobacillus 


Nocardioides 
ioides aquiterrae 


Nocardioidaceae; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Amycolatopsis 

1 Amycolatopsis 

donocardineae; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 


NR_025213.1 


Pseudonocardia 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 


chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Pseudonocardia. 


209084 Bacteria_16S 2168675 2168628 63 110 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
209084 Bacteria_16S 2170227 2170184 67 110 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

209084 Bacteria_16S 2191505 2191462 67 110 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

209084 Bacteria_16S 2226169 2226126 67 110 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

209084 Bacteria_16S 2227730 2227687 67 110 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

209084 Bacteria_16S 2236904 2236857 63 110 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

209084 Bacteria_16S 2247439 2247392 63 110 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

209084 Bacteria_16S 2249016 2248969 63 110 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

209084 Bacteria_16S 2258204 2258157 63 110 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

209084 Bacteria_16S 2261327 2261280 63 LEO gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

209084 Bacteria_16S 2309952 2309905 63 110 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
209084 Bacteria_16S 2311458 2311411 63 110 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

209084 Bacteria_16S 2338544 2338497 63 110 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

209084 Bacteria_16S 2340093 2340046 63 110 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

209084 Bacteria_16S 2343140 2343093 63 110 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
209084 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


209084 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


209084 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


209084 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


209084 Bacteria_16S 


2346199 2346156 67 110 
n A30 16S ribosomal RNA, partia 
tes; Bacillales; Paenibacillace 
2399267 2399224 67 110 
SW28 16S ribosomal RNA, partia 
tes; Bacillales; Planococcaceae 
2403826 2403779 63 110 
16S ribosomal RNA, partial seq 
ridia; Clostridiales; Veillonel 
2416218 2416171 63 110 
HHQ 20 16S ribosomal RNA, part 
ia; Proteobacteria; Deltaproteo 


2432790 2432747 67 110 
n WN9 16S ribosomal RNA, partia 
tes; Bacillales; Paenibacillace 
2449571 2449528 67 110 


donocardin 
219857497 
nce 23447 
ni 
219857461 
nce 23978 
sarcina. 
219857458 
24024 
Veillonel 
219857450 
uence 

a; Desulfo 


gi 
1 seque 
ae; Pae 
gi 
seque 
Sporo 
gi 
uence 
laceae; 
gi 
ial seq 
bacteri 


1 


’ 


219857436 
nce 24314 
ni 
219857420 


gi 
1 seque 
ae; Pae 


gi 


bacillus. 


bacillus. 


eae; Pseudonocar 
ref|NR_025085.1 
86 2346268 Paenib 


ref |NR_025049.1 
69 2399376 Sporos 


ref|NR_025046.1 
23 2403914 Veillo 
la. 
ref |NR_025038.1 

2414827 241631 
vibrionales; Des 


ref|NR_025024.1 
10 2432897 Paenib 


diaceae; Crossiella. 
Paenibacillus 
acillus granivorans 


Sporosarcina 
arcina aquimarina 


Veillonella criceti 
nella criceti Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Paenibacillus 
acillus chinjuensis 


ref|NR_025008.1 


Alkalibacterium 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 


209084 Bacteria_16S 


2518977 2518930 63 


110 


gi| 219857365 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 


209084 Bacteria_16S 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; 


Bacteria; 


Streptacidiphilus. 


209084 Bacteria_16S 
carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 


209084 Bacteria_16S 


strain ATCC 43198 
Firmicutes; 


strain DSM 43194 


Firmicutes; 
209084 Bacteria_16S 

meridiei strain S10 16S ribosomal RNA, partial 
Firmicutes; 
209084 Bacteria_16S 

albus strain JL 83 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Lactobacillales; 
209084 Bacteria_16S 


2528065 2528018 63 


Clostridia; 
2548796 2548749 63 


Clostridia; 
2553240 2553193 63 


2554801 2554754 63 


2591785 2591742 67 


2611769 2611722 63 


2614889 2614842 63 


2644025 2643982 67 


complete 


110 


110 


110 


110 


sequence 
Clostridiales; 


sequence 


gi| 219857359 


gi] 219857345 


gi| 219857342 


gi| 219857341 


Actinomycetales; 


ref|NR_024953.1| Streptomyces 
2517611 2519099 Streptomyces 

Streptomycineae; 

Desulfotomaculum 


ref |NR_024947.1 


2526673 2528174 Desulfotomaculum alkaliphilum 
Peptococcaceae; 


Desulfotomaculum. 


ref |NR_024933.1| Desulfosporosinus 


2547374 2548878 Desulfosporosinus meridiei 
Peptococcaceae; u 


Desulfosporosin 
NR_024930.1 


Ss. 


ref Streptacidiphilus 


2551853 2553362 Streptacidiphilus albus 
Streptomycineae; Streptomycetaceae; 


ref|NR_024929.1| Streptacidiphilus 


complete sequence 2553413 2554923 Streptacidiphilus carbonis 


110 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


110 


110 


110 


gi] 219857274 


Enterococcus. 


gi| 219857258 


gi| 219857256 


2613469 2615009 Desulfovibrio 


gi|219857229 


campinasensis strain 324 16S ribosomal RNA, partial sequence 


campinasensis Bacteria; 
209084 Bacteria_16S 

nitrophenolicus strain NSP 41 16S ribosomal RNA, partial 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


Nocardioidaceae; 


209084 Bacteria_16S 


Firmicutes; 
2657559 2657512 63 


2671003 2670956 63 


Bacillales; 


110 


110 


Paenibacillaceae; 


gi|219857219 


gi|219857210 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 26710 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


209084 Bacteria_16S 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; 
209084 Bacteria_16S 


silvatica strain 


2681651 2681608 67 
Firmicutes; 
2693532 2693485 63 
Planotetraspora. 


2707088 2707045 67 


Firmicutes; 
2725123 2725076 63 


Bacillales; 


110 


110 


TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; 
209084 Bacteria_16S 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 
oxidotolerans Bacteria; 
209084 Bacteria_16S 


110 


110 


Streptosporangineae; 


gi| 219857202 


gi| 219857193 


gi|219857184 


Bacillales Family 


gi|219857172 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
209084 Bacteria_16S 


2732786 2732743 67 


110 


gi|219857166 


psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 


psychrotolerans Bacteria; 
209084 Bacteria_16S 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 


Firmicutes; 
2751875 2751828 63 


Streptosporangiaceae; Microtetraspora. 


209084 Bacteria_16S 
JCM 9374 16S ribosomal RNA, partial sequence 


sphaerica strain 


2753371 2753324 63 


110 


110 


Lactobacillales; Carnobacteriaceae; 


gi| 219857152 


gi|219857151 


sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Streptosporangiaceae; 
209084 Bacteria_16S 


Planomonospora. 
2754867 2754820 63 


110 


gi| 219857150 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27549 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 


209084 Bacteria_16S 
JCM 4526 16S ribosomal RNA, partial sequence 


venezuelae strain 


2772981 2772934 63 


110 


Streptosporang 


gi|219857136 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


Streptomycetaceae; 


209084 Bacteria_16S 


Streptomyces. 


2774516 2774469 63 


110 


gi| 219857135 


Streptomycineae; 


sequence 
Actinomycetales; 


sequence 
Lactobacillales; Carnobacteriaceae; 


Actinomycetales; 


Streptomycetaceae; 


ref|NR_024905.1] Enterococcus cecorum 


2590379 2591887 Enterococcus cecorum Bacteria; 


ref|NR_024889.1| Prauserella rugosa 


16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
209084 Bacteria_16S 
strain CVL 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
209084 Bacteria_16S 


Pseudonocardiaceae; Prauserella. 
NR_024887.1| Desulfovibrio senezii 
senezii Bacteria; 


ref 


Desulfovibrionaceae; Desulfovibrio. 


ref|NR_024857.1| Paenibacillus 
2642624 2644131 Paenibacillus 
Paenibacillus. 
ref|NR_024847.1| Nocardioides 
2656189 2657663 Nocardioides 
Propionibacterineae; 


ref |NR_024838.1| Microbispora mesophila 
87 Microbispora mesophila Bacteria; 
Streptosporangiaceae; 


ref|NR_024830.1| Alkalibacterium 
2680270 2681761 Alkalibacterium 
Alkalibacterium. 
NR_024821.1| Planotetraspora 
2692168 2693639 Planotetraspora 
Streptosporangineae; 


ref|NR_024812.1| Exiguobacterium 
2705678 2707191 Exiguobacterium 
XII. Incertae Sedis; Exiguobacterium. 
ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 
Micromonosporaceae; Longispora. 
ref|NR_024794.1| Marinilactibacillus 
2731401 2732858 Marinilactibacillus 
Marinilactibacillus. 
ref|NR_024780.1| Microtetraspora 
2750506 2751949 Microtetraspora 
Streptosporangineae; 


ref|NR_024779.1| Planomonospora 
2752000 2753445 Planomonospora 
ales; Streptosporangineae; 


ref|NR_024778.1| Planomonospora alba 
39 Planomonospora alba Bacteria; 


ineae; Streptosporangiaceae; 


ref|NR_024764.1| Streptomyces 
2771601 2773083 Streptomyces 
tales; Streptomycineae; 


ref|NR_024763.1| Streptomyces peucetius 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycinea 


e; Streptomycetaceae; Streptomyces. 


209084 Bacteria_16S 


strain JCM 4662 1 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


209084 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


209084 Bacteria_16S 
ain IFO 13941 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


209084 Bacteria_16S 
strain IFO 15962 16S ribosomal RNA, partial se 
Cryptosporangium minutisporangium Bacte 
osporangiaceae; Cryptosporangium. 


minutisporangium 


Frankineae; Crypt 


209084 Bacteria_16S 


strain IFO 12513 
strain IFO 13911 


strain IFO 14915 


strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


209084 Bacteria_16S 2 
in IFO 14913 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


consettensis stra 
consettensis Bact 
Micromonosporacea 


209084 Bacteria_16S 2 
in IFO 12511 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


209084 Bacteria_16S 2 
ain JCM 3167 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


209084 Bacteria_16S 


strain JCM 3166 1 


Planobispora. 


209084 Bacteria_16S 


parontospora subs 


Actinomycetales; 


209084 Bacteria_16S 


strain IFO 12702 


2776054 2776007 63 
2777593 2777546 63 
; Streptomyces. 

2779138 2779095 67 
cteria; Firmicutes; 


2796988 2796941 63 


e; Actinoplanes. 
2798509 2798462 63 


2800031 2799984 63 


2801554 2801507 63 


2803075 2803028 63 


2804596 2804549 63 


2806118 2806071 63 


e; Actinoplanes. 
2807640 2807593 63 


e; Actinoplanes. 
2809162 2809115 63 


e; Actinoplanes. 
2819705 2819658 63 


eae; Planomonospora. 


2821198 2821151 63 


2822692 2822645 63 
p- 


Streptosporangineae; 
2827192 2827145 63 


n JCM 4342 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 2798665 280 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 
209084 Bacteria 16S 
16S ribosomal RNA, partial sequence 2800187 280 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 
209084 Bacteria 16S 
16S ribosomal RNA, partial sequence 2801710 280 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 
209084 Bacteria 16S 
16S ribosomal RNA, partial sequence 2803231 280 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 
209084 Bacteria_16S 

in IFO 14935 16S ribosomal RNA, partial sequen 
eria; Actinobacteria; Actinobacteridae; 


anti 


110 gi 


219857133 
6S ribosomal RNA, partial sequence 2774670 277 
Actinobacteria; Actinobacteridae; Actinomycetales; 
209084 Bacteria_16S 


ref|NR_024761.1 
6157 Streptomyces 


Streptomyces platensis 


platensis Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
110 gi|219857132|ref|NR_024760.1| Streptomyces 
partial sequence 2776208 2777696 Streptomyces 


110 gi 


Actinomycetales; 


219857131 
rain DS-1 16S ribosomal RNA, partial sequence 
Bacillales; 


ref|NR_024759.1 
2777747 277920 


Streptomycineae; 


Paenibacillus 
8 Paenibacillus 


Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Cryptosporangium 
5 2798614 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 


Paenibacillaceae; Paenibacillus. 

110 gi|219857119|ref|NR_024747.1 

sequence 2795622 279709 

Actinomycetales; 
110 gi|219857118|ref|NR_024746.1 
quence 279714 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; 

110 gi|219857117|ref|NR_024745.1 
0136 Actinoplanes 

rineae; Micromonos 

110 gi|219857116|ref|NR_024744.1 
1659 Actinoplanes 

rineae; Micromonos 

110 gi|219857115|ref|NR_024743.1 
3180 Actinoplanes 

rineae; Micromonos 

110 gi|219857114|ref|NR_024742.1 
4701 Actinoplanes 

rineae; Micromonos 

110 gi|219857113|ref|NR_024741.1 

ce 2804752 280622 


Actino: 
110 gi 
sequen 
Actino: 
110 gi 
sequen 
Actino: 
110 gi 
sequen 
Actin 


19857112 


19857111 


19856911 


mycetales; Micromo 


ref |NR_024740.1 
ce 2806275 280774 
mycetales; Micromo 


ref |NR_024739.1 
ce 2807796 280926 
mycetales; Micromo 


ref|NR_024732.1 
ce 2818334 281977 
omycetales; Strept 


110 gi 


Streptospora 


110 gi 


Pla 


110 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


209084 Bacteria_16S 


strain JCM 9312 1 


2830266 2830219 63 


110 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 


Catenuloplanes. 


209084 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


209084 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 


2831773 2831726 63 


; Streptomyces. 
2833311 2833264 63 


209084 Bacteria_16S 
cineracea strain SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


2843941 2843894 63 


; Kitasatospora. 


16S ribosomal RNA, partial sequence 


110 gi 


219856910 
6S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219856909 
antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. biotica Bacteria; Actinobacteria; 
Streptosporangiaceae; 
219856906 


16S ribosomal RNA, partial sequence 2825825 28272 


219856904 
6S ribosomal RNA, partial sequence 2828900 28303 


219856903 
n M338-M1 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


ref |NR_024731.1 


ngineae; Streptosp 


ref |NR_024730.1 


partial sequen 


nomonospora. 
ref|NR_024727.1 


Sporichthyaceae; S 
ref|NR_024725.1 
rineae; Micromonos 


ref|NR_024724.1 
2830390 283187 


4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Planomonospora 
7 Planomonospora 


osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Streptomyces 
7 Streptomyces 
ycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 


Actinomycetales; Streptom 

110 gi|219856902|ref|NR_024723.1 
2831928 2833415 Strept 
Streptomycineae; Streptomyceta 

110 gi|219856895|ref|NR_024714.1 
complete sequence 2842551 284406 


Streptomyc 


Kitasatospora 
5 Kitasatospora 
ineae; 


209084 Bacteria_16S 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


209084 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


209084 Bacteria_16S 
pasteuri strain ATCC51129 


pasteuri Bacteria 


209084 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


209084 Bacteria_16S 


strain ATCC 43959 


Bacteria; Firmicu 


209084 Bacteria_16S 
delphini strain ATCC 4917 


delphini Bacteria 


209084 Bacteria_16S 


strain ATCC 35538 


Bacteria; Firmicu 


209084 Bacteria_16S 


arlettae Bacteria 


2908613 2908570 67 110 gi|219856851|ref|NR_024670.1 
ATCC 51145 16S ribosomal RNA, partial sequence 2907194 290869 
a; Firmicutes; Bacillales; Staphylococcus. 
2910159 2910116 67 110 gi|219856850|ref|NR_024669.1 
16S ribosomal RNA, partial sequence 2908741 291023 
; Firmicutes; Bacillales; Staphylococcus. 
2911703 2911660 67 110 gi| 219856849 |ref|NR_024668.1 
n ATCC 43809 16S ribosomal RNA, partial sequence 2910285 291177 
ria; Firmicutes; Bacillales; Staphylococcus. 
2913245 2913202 67 110 gi| 219856848 |ref|NR_024667.1 
16S ribosomal RNA, partial sequence 29118 
tes; Bacillales; Staphylococcus. 
2914789 2914746 67 110 gi| 219856847 |ref|NR_024666.1 
1 16S ribosomal RNA, partial sequence 2913371 291486 
; Firmicutes; Bacillales; Staphylococcus. 
2916332 2916289 67 110 gi| 219856846 |ref|NR_024665.1 
16S ribosomal RNA, partial sequence 2914914 2916405 Staphy 
tes; Bacillales; Staphylococcus. 
2917874 2917831 67 110 gi| 219856845 |ref|NR_024664.1 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 291794 
; Firmicutes; Bacillales; Staphylococcus. 
2940422 2940375 63 110 gi|219856830|ref|NR_024649.1 


209084 Bacteria_16S 


IFO 16102 16S rib 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


209084 Bacteria_16S 
YU655-43 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


ochraceum strain 
ochraceum Bacteri 


2891879 2891832 63 


e; Actinoplanes. 


2941943 2941896 63 


e; Virgisporangium. 
2943459 2943412 63 


Micromonosporaceae; Virgisporangium. 


209084 Bacteria_16S 
brevicatena strain YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


brevicatena Bacte 
Sporichthya. 


209084 Bacteria_16S 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


mMacrosporus Bacte 
Streptomycetaceae 


209084 Bacteria_16S 2 
rain A1484 16S ribosomal RNA, 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; 


thermolineatus st 


Streptomycetaceae 


209084 Bacteria_16S 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae 


209084 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


209084 Bacteria_16S 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 
Geodermatophilaceae; 
209084 Bacteria_16S 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 


2944975 2944928 63 


2978352 2978305 63 


; Streptomyces. 
979884 2979837 63 


; Streptomyces. 
2981418 2981371 63 


; Streptomyces. 
3001271 3001228 67 


lales; Bacillaceae; 


3011770 3011723 63 


Modestobacter. 
3013328 3013281 63 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
209084 Bacteria_16S 


110 


110 


110 


110 


110 


110 


110 


110 


110 


gi 


29 


gi 


n YU438-5 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


gi 


partial 


gi 


gi 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


gi 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 


Firmicutes; 


Marmoricola. 
209084 Bacteria_16S 
strain 1144-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
209084 Bacteria_16S 
tabacinasalis strain GF112B 16S ribosomal RNA, 
tabacinasalis Bacteria; 


3042184 3042141 67 


3048298 3048255 67 


Firmicutes; 


209084 Bacteria_16S 


3051282 3051235 63 


110 gi| 219846915 
Actinomyc 
110 gi|219846895 
3040796 30422 
Facklamia. 
110 gi|219846890 
partial sequence 


110 


Lactobacillales; Aerococcacea 


gi 


219856862 
sequence 


39058 29405 
219856829 
Actinomyc 


219856828 


219856827 
sequence 
Actinomyc 
219846938 
Actinomyc 
219846937 
sequence 
Actino: 
219846936 


Actino: 


219846923 


219846916 


Actinomycetales; 


Actinomycetales; 


ref|NR_024681.1 
2890502 289195 


Actinosynne 
ref|NR_024648.1 

2940579 294204 
etales; Micromon 


ref |NR_024647.1 
2942098 294356 
Micromonos 


ref|NR_024646.1 
2943614 294507 
etales; Frankine 


ref|NR_026530.1 
2976976 297845 
etales; Streptom 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


ref|NR_026528.1 
2980041 298152 
mycetales; 


ref|NR_026515.1 


ref|NR_026508.1 
3010413 301189 


ref|NR_026507.1 
3011945 301344 
etal 


ref |NR_026487.1 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 


219846888 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 


sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 


Des 


Actinoplanes 
8 Actinoplanes 


Micromonosporineae; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 


27 2913320 Staphylococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Streptomyces 
9 Streptomyces 
ycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Modestobacter 
4 Modestobacter 


Frankineae; 


Marmoricola 
1 Marmoricola 


es; Propionibacterineae; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Facklamia 
3 Facklamia 


ref|NR_026480.1 
3049889 305136 
ulfovibrionales; 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


209084 Bacteria_16S 


strain 1607-97 16 
Firmicutes; 


Lactobacillales; 


strain ATCC 25470 


Actinobacteria; Actinoba 
209084 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


oxalaticus strain 
Bacteria; 


Bacillales; Bacil 


strain 2045-94 16 
Firmicutes; Bacil 
Bacteria; 


strain ATCC 70062 
Firmicutes; 


strain DG-1 16S r 
Firmicutes; 


Actinomyces. 


209084 Bacteria_16S 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial 
hydrogenovorans Bacteria; 


strain 
Bacteria; 
209084 Bacteria_16S 
oxalivorans strain RAOx- 
oxalivorans Bacteria; 
209084 Bacteria_16S 
RAOx1 
Firmicutes; 
209084 Bacteria_16S 
617-93 16S ribosomal RNA, partial sequence 
lales Family XI. 
209084 Bacteria_16S 
S ribos 
lales; 
209084 Bacteria_16S 
orientis strain DSM 765 
Firmicutes; 
209084 Bacteria_16S 


3091969 3091926 67 


3101000 3100957 67 
Facklamia. 


3103951 3103904 63 


Verrucosispora. 
3105475 3105428 63 

16S ribosomal 

3111396 3111349 63 


Firmicutes; 
3122032 3121989 67 


Firmicutes; 
3123579 3123536 67 


Bacillales; 
3141454 3141411 67 
3143013 3142970 67 


Bacillales Family 
3155174 3155127 63 


Clostridia; 
3180978 3180935 67 


3203900 3203853 63 


ibosomal RNA, partial sequence 
Clostridia; 
209084 Bacteria_16S 

strain CCUG 32789A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3225085 3225038 63 


3244842 3244795 63 


Proteobacteria; 


Desulfonatronovibrio. 


209084 Bacteria_16S 


strain DSM 43678 


3250743 3250696 63 


Clostridiales; 


110 


S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
209084 Bacteria_16S 
700631 16S ribosomal RNA, partial sequence 
Aerococcaceae; 
209084 Bacteria_16S 
gifhornensis strain HR1- 


110 


3099595 3101003 Fackl 


110 


110 


RNA, partial sequence 
cteridae; Actinomycetales; 


110 


BT 16S ribosomal RNA, partial s 
Clostridia; 


110 


FS 16S ribosomal RNA, partial s 
Bacillales; 


110 


Incertae Sedis; 


omal RNA, partial sequence 


8 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
209084 Bacteria_16S 


Clostridiales; Veillonellaceae; 


110 


110 


Deltaproteobacteria; 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_1 
strain DSM 43311 


6S 
16S ribosomal RNA, partial sequence 3250880 32523 


3252243 3252196 63 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 
209084 Bacteria _1 
strain DSM 43764 


6S 
16S ribosomal RNA, partial sequence 3252379 32538 


3253741 3253694 63 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
209084 Bacteria_1 
strain DSM 43067 


6S 
16S ribosomal RNA, partial sequence 3253877 32553 


3255238 3255191 63 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
209084 Bacteria 1 
strain DSM 43039 


6S 
16S ribosomal RNA, partial sequence 3331343 33328 


3332725 3332678 63 


110 


Paenibaci 


gi|219846861 


3090574 30919 
Ignavigranum. 


gi|219846855 


gi|219846853 


2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; 
209084 Bacteria_16S 


219846852 
31040 


gi 


Streptomycineae; 


219846848 
equence 
Clostridiales; 

gi|219846841 
equence 
llaceae; 

219846840 


gi 


gi 


16S ribosomal RNA, partial sequence 31221 


16S ribosomal RNA, partial sequence 31537 


3202501 32039 


219846771 
32236 


gi 


219846758 
sequence 
De 


gi 


gi| 219846754 


16S ribosomal RNA, partial sequence 3249381 32508 


Streptosporang 
gi| 219846753 


Streptosporang 


gi|219846752 

Streptosporang 
gi|219846751 

Streptosporang 


gi|219846697 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


209084 Bacteria_1 
strain DSM 43151 


6S 
16S ribosomal RNA, partial sequence 3332861 33343 


3334220 3334173 63 


110 


gi| 219846696 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


209084 Bacteria_16S 
brasiliensis strain DSM 43805 16S ribosomal RNA, partia 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae 


3335714 3335667 63 


Micromonosporaceae; Actinoplanes. 


209084 Bacteria_16S 
DSM 803 16S ribosomal RNA, partial sequence 


3341755 3341708 63 


110 


110 


219846695 
1 sequence 
; Actinomy 


gi 


gi| 219846690 


Actinomy 


ref 


ref 


ref 


w 


ref 
Ss 
ref 

3 


ref 
3 


ref 


Paenibacillaceae; Aneurinibacillus 
110 gi|219846828|ref 
3140051 3141558 Gemella b 

Gemella. 
110 gi|219846827|ref 
3141609 31431 
XI. Incertae Sedis; Gemella. 
110 gi|219846819|ref 
Peptococcaceae; Desu 
110 gi| 219846801 |ref 
31795 
Facklamia. 
110 gi|219846786|ref 


ref 


ref 


sulf 


ref 


inea 
ref 


inea 


ref 


inea 


ref 


inea 


ref 


neae 
ref 


neae 
ref 


ceta 


90 Ignavigranum 


amia 


102586 31040 
cetales; 


98 3105578 Strep 
110031 31114 


Peptococcaceae; 


120644 312214 
Aneurinibacillus 


64 3155274 Desul 


83 3181087 Fackl 


89 3225098 Actino 
Actinomy 


3243444 32449 


26 Actinomadura 


21 Actinomadura 


00 Actinoplanes 


3334351 33357 


NR_026453.1 


NR_026447.1 


NR_026445.1 
4 


NR_026444.1 


NR_026440.1 
6 


NR_026433.1 


NR_026432.1 


group; 
NR_026420.1 


NR_026419.1 


NR_026411.1 
£ 
1lfosporosinu 
NR_026393.1 


NR_026378.1 


NR_026363.1 
cineae; Acti 
NR_026350.1 


4 
ovibrionales 
NR_026346.1 


e; Streptosp 
NR_026345.1 


e; Streptosp 
NR_026344.1 
e; Thermomon 
NR_026343.1 
e; Thermomon 


NR_026289.1 


; Micromonos 
NR_026288.1 


; Micromonos 
NR_026287.1 
9 


les; Micromo 


ref 


ignava Bacteria; 


ergeri Bacteria; 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Facklamia ignava ATCC 
Firmicutes; 


Verrucosispora 
7 Verrucosispora 


Micromonosporineae; 


Streptomyces lydicus 


tomyces lydicus Bacteria; 
treptomycetaceae; 


Streptomyces. 
Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 
Ammoniphilus 


91 3123687 Ammoniphilus oxalaticus 
Ammoniphilus. 


Gemella bergeri strain 
Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Facklamia hominis 


amia hominis Bacteria; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 
Sporomusa. 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 


; Desulfohalobiaceae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


NR_026282.1 


Micromonospora rosaria 


3340376 3341852 Micromonospora rosaria Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


209084 Bacteria_16S 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; 
209084 Bacteria_16S 

claviforme strain DSM 44127 16S ribosomal RNA, 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; 
209084 Bacteria_16S 

carneum strain DSM 44125 16S ribosomal RNA, partial sequence 


carneum Bacteria; 


3367869 3367822 63 


Streptosporangium. 
3369367 3369320 63 


Streptosporangium. 
3370865 3370818 63 


Streptosporangiaceae; Streptosporangium. 


209084 Bacteria_16S 
album strain DSM 43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangium. 
209084 Bacteria_16S 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; 


Syntrophobacter. 


209084 Bacteria_16S 


3372362 3372315 63 


3408824 3408761 47 


3445766 3445719 63 


110 


110 


110 


110 


110 


110 


gi|219846672|ref|NR_026264.1 


gi|219846671|ref|NR_026263.1 
partial sequence 


gi|219846670|ref|NR_026262.1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846669|ref|NR_026261.1 


gi|219846640|ref|NR_026232.1 


gi|219846613|ref|NR_026205.1 


Syntrophobacterales; 


Streptosporangium 
3366504 3367953 Streptosporangium 
Streptosporangineae; 


Streptosporangium 
3368004 3369448 Streptosporangium 
Streptosporangineae; 


Streptosporangium 
3369499 3370948 Streptosporangium 


Streptosporangineae; 


Streptosporangium 


3370999 3372445 Streptosporangium album 
Streptosporangineae; 


Streptosporangiaceae; 
Syntrophobacter 
3407396 3408881 Syntrophobacter 


Syntrophobacteraceae; 


Succiniclasticum 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 


Bacteria; Firmicutes; 
209084 Bacteria_16S 

DSM 40445 16S ribosomal RNA, 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
209084 Bacteria_16S 
strain NRRL 2418 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


subrutilus strain 


Streptomyces. 


209084 Bacteria_16S 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
209084 Bacteria_16S 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
209084 Bacteria_16S 
DSM 40221 16S ribosomal RNA, 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
209084 Bacteria_16S 
strain DSM 44070 16S ribosomal RNA, 


Streptomycetaceae; 
mashuensis strain 


Streptomycetaceae; 


3448830 3448783 63 


Streptomyces. 


3450397 3450350 63 


3485376 3485329 63 


3486943 3486896 63 


3491572 3491525 63 


3496030 3495983 63 


110 


110 


complete sequence 


110 


110 


110 


110 


complete sequence 


gi|219846611|ref|NR_026203.1 
complete sequence 


gi|219846610|ref|NR_026202.1 
3449003 3450520 Streptomyces caelestis 
Streptomycineae; Streptomycetaceae; 


gi| 219846586 |ref|NR_026178.1 


Streptomycineae; 


gi|219846585|ref|NR_026177.1 


gi|219846582|ref|NR_026174.1 
partial sequence 


gi|219846579|ref|NR_026171.1 
3494639 3496156 Thermocrispum agreste 


Streptomyces 
3447437 3448952 Streptomyces 
Streptomycineae; 


Streptomyces caelestis 


Streptomyces galbus 


99 Streptomyces galbus Bacteria; 


Streptomycetaceae; Streptomyces. 
Streptomyces 
3485550 3487066 Streptomyces 


Streptomycineae; 


Streptomyces 
3490176 3491693 Streptomyces 
Streptomycineae; 


Thermocrispum agreste 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Thermocrispum. 


209084 Bacteria_16S 
strain DSM 8721 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
209084 Bacteria_16S 
strain DSM 8716 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
209084 Bacteria_16S 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 


3540109 3540066 67 


3543236 3543193 67 


3638928 3638881 63 


110 


110 


110 


gi|219846550|ref|NR_026142.1 


3538695 3540215 


gi|219846548|ref|NR_026140.1 


3541838 3543342 


gi|219846480|ref|NR_026072.1 


Bacillus agaradhaerens 
Bacillus agaradhaerens Bacteria; 


Bacillus clausii 
Bacillus clausii Bacteria; 


Streptomyces 
3637554 3639053 Streptomyces 


thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 


Streptomycetaceae; 


Streptomycetaceae; 


Streptomycetaceae; 


Streptomyces. 
209084 Bacteria_16S 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
209084 Bacteria_16S 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Kitasatospora. 
209084 Bacteria_16S 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Kitasatospora. 
209084 Bacteria_16S 
strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3640480 3640433 63 


3642042 3641995 63 


3643574 3643527 63 


3645106 3645059 63 


110 


110 


110 


110 


gi|219846479|ref|NR_026071.1 


gi|219846478|ref|NR_026070.1 


gi| 219846477 |ref|NR_026069.1 


gi|219846476|ref|NR_026068.1 


3643713 3645193 
Streptomycineae; 


Streptomyces 
3639104 3640605 Streptomyces 
Streptomycineae; 


Kitasatospora 
3640656 3642130 Kitasatospora 
Streptomycineae; 


Kitasatospora 
3642181 3643662 Kitasatospora 
Streptomycineae; 


Kitasatospora azatica 
Kitasatospora azatica Bacteria; 
Streptomycetaceae; Kitasatospora. 


209084 Bacteria_16S 


halophilum strain SEBR 3139 16S ribosomal RNA, 


halophilum Bacteria; 
209084 Bacteria_16S 


3654233 3654186 63 


Firmicutes; Clostridia; 
3666558 3666511 63 


restrictus strain PER-K23 16S ribosomal RNA, 


restrictus Bacteria; 
209084 Bacteria_16S 


chlororespirans strain Co23 16S ribosomal RNA, 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; 


209084 Bacteria_16S 
apsheronum strain 
Bacteria; 
209084 Bacteria_16S 


auranticolor strain 253 16S ribosomal RNA, partial sequence 37119 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 
209084 Bacteria_16S 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


Firmicutes; Clostridia; 
3686222 3686175 63 


3699780 3699733 63 


3713320 3713273 63 


3714781 3714734 63 


Micromonosporaceae; Actinoplanes. 


209084 Bacteria_16S 


verrucosospora strain A-184 16S ribosomal RNA, 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
209084 Bacteria_16S 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
209084 Bacteria_16S 
libanotica strain 


Thermomonosporaceae; 
209084 Bacteria_16S 
strain IFO 14679 


Actinomadura. 
209084 Bacteria_16S 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
209084 Bacteria_16S 
subsp. 
subsp. 


3725375 3725328 63 


Actinomadura. 
3728288 3728241 63 


3731200 3731153 63 


IFO 14095 16S ribosomal RNA, 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 


Actinocorallia. 
3732656 3732609 63 


3734118 3734071 63 


Actinomadura. 
3735584 3735537 63 


Streptosporangiaceae; Microbispora. 


209084 Bacteria_16S 
strain IFO 14097 


209084 Bacteria_16S 
strain IFO 14525 


209084 Bacteria_16S 
strain IFO 14345 


209084 Bacteria_16S 
niveoalba strain 


Microtetraspora. 
209084 Bacteria_16S 
strain T/457 16S 


3737042 3736995 63 


3738503 3738456 63 


3739968 3739921 63 


3741432 3741385 63 


3742895 3742848 63 


ribosomal RNA, partial sequence 


110 


110 


110 


1105 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


110 


110 


110 


110 


110 


110 


16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


110 


aerata strain P132 16S ribosomal RNA, partial sequence 
aerata Bacteria; Actinobacteria; Actinobacteridae; 


110 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 
209084 Bacteria_16S 
strain IFO 14094 


3744359 3744312 63 


110 


16S ribosomal RNA, partial sequence 3743020 37444 


Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 
strain 104 


3745825 3745778 63 


16S ribosomal RNA, partial sequence 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 
strain IFO 13155 


3747283 3747236 63 


110 


16S ribosomal RNA, partial sequence 3745947 37473 


Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 


3748746 3748699 63 


110 


partial 
lostridiales; 


Cc 

1 

partial sequence 
Clostridiales; 


partial 


Desulfovibrionales 


partial 


Streptosporang 


partial 


Streptosporang 


Streptosporang 
Streptosporang 


Streptosporang 


Streptosporang 


Streptosporang 
Streptosporang 


Streptosporang 


219846469 
sequence 


gi 
gi|219846461 


219846447 
sequence 


gi 


219846437 
36983 


gi 


gi|219846428 


gi|219846427 
Actino: 


219846418 
sequence 
Actino: 


gi 


gi|219846416 


219846414 
sequence 
Actinomyce 


gi 


gi|219846413 


gi| 219846412 
Actinomy 


gi| 219846411 


gi|219846410 


gi|219846409 


gi|219846408 


219846407 
37400 
Stre 


gi 


gi| 219846406 
3741557 37429 


gi|219846405 


gi|219846404 
3744485 37458 


gi| 219846403 


ref 


ref 


ref 


ref 


ref 


ref 
myce 
ref 
myce 
ref 
inea 
ref 
tale 
ref 
inea 
ref 
ceta 


ref 


ref 


inea 
ref 


inea 
ref 


inea 
ref 


ptos 
ref 
inea 
ref 


inea 
ref 


inea 
ref 


inea 


gi|219846402 


3652827 365435 
Peptococc 


3665143 366662 
Peptococc 


3684807 368631 
Peptococcaceae; 


59 3699831 Desulf 
; Desulfomicrobiaceae; 


3713443 371485 
3724040 372545 
59 Actinomadura 
3729869 373127 
Streptosporangineae; 
31 Actinomadura 


3732782 373419 


3734241 373565 
Actinomycet 


91 3741506 Microt 


NR_026061.1 


aceae; Desul 
NR_026053.1 


aceae; Dehal 
NR_026038.1 


NR_026028.1 


NR_026019.1 


NR_026018.1 
tales; Micro: 
NR_026009.1 
tales; Strep 
NR_026007.1 
e; Thermomon 
NR_026005.1 
S; 
NR_026004.1 
e; Thermomon 
NR_026003.1 
les; Strepto 
NR_026002.1 
ales; Strept 
NR_026001.1 


e; Streptosp 
NR_026000.1 


e; Streptosp 
NR_025999.1 


e; Streptosp 
NR_025998.1 


porangineae 
NR_025997.1 
e; Streptosp 
NR_025996.1 


e; Streptosp 
NR_025995.1 


e; Streptosp 
NR_025994.1 


e; Streptosp 


ref 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Dehalobacter 
8 Dehalobacter 
obacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Desulfomicrobium 
omicrobium apsheronum 
Desulfomicrobium. 
Actinoplanes 


82 3713392 Actinoplanes auranticolor 
Micromonosporineae; 


Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Actinomadura 
0 Actinomadura 


tosporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinocorallia 
2 Actinocorallia 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 


NR_025993.1 


Nonomuraea africana 


strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 3748820 Nonomuraea africana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosporangiaceae; Nonomuraea. 


209084 Bacteria_16S 
strain R001 16S ribosomal RNA, partial sequence 


Proteobacteria; 


3771373 3771310 47 


Bacteria; 


Firmicutes; 


Blastococcus. 


209084 Bacteria_ 


strain AW 25 16S 
Firmicutes; 


strain 2917B 16S 
Firmicutes; 


209084 Bacteria_ 
strain ATCC 10379 


Bacteria; 


209084 Bacteria_ 


strain IFO 15474 


Herbidospora. 


209084 Bacteria_ 


strain IFO 15965 


Clostridia; 
209084 Bacteria_ 
aggregatus strain 
Bacteria; Actinob 


Staphylococcus. 


16S 3903678 3903631 63 


16S 3905254 3905211 67 
Firmicutes; 


16S 3918630 3918583 63 


in NRRL NRS-290 16S ribosomal 
Bacillales; 


110 


ribosomal RNA, partial sequence 
Bacillales; 
209084 Bacteria_ 


110 


110 


110 


gi| 219846384 


ref|NR_025975.1 


3769978 3771422 Ralstonia syzygii Bacteria; 


Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
209084 Bacteria_ 
funditum strain p 
Firmicutes; 
209084 Bacteria_ 
ATCC 35205 16S ri 


16S 3812181 3812138 67 110 gi| 219846355 |ref|NR_025946.1 
£3 16S ribosomal RNA, partial sequence 38107 
Lactobacillales; Carnobacteriaceae; Carnobacterium. 
16S 3830560 3830513 63 110 gi| 219846342 |ref|NR_025932.1 
bosomal RNA, partial sequence 3829173 38306 
Clostridiales; Heliobacteriaceae; Heliobacterium. 
16S 3841015 3840968 63 110 gi|219846335|ref|NR_025925.1 
B15 16S ribosomal RNA, partial sequence 38396 
acteria; Actinobacteridae; Actinomycetales; Frankineae; 
16S 3845626 3845583 67 110 gi|219846332|ref|NR_025922.1 


3844228 38456 


16S 3872857 3872814 67 110 gi|219846314|ref|NR_025904.1 
ribosomal RNA, partial sequence 3871442 38729 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
16S 3874444 3874401 67 110 gi| 219846313 |ref|NR_025903.1 
16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
16S 3902163 3902116 63 110 gi|219846294|ref|NR_025884.1 


16S ribosomal RNA, partial sequence 3900794 39022 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


gi| 219846293 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
209084 Bacteria_ 
amylolyticus stra 
amylolyticus Bacteria; 
209084 Bacteria_ 


gi|219846292 


RNA, partial sequence 
Paenibacillaceae; 


gi|219846282 


Ralstonia. 


Ralstonia syzygii 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 
Spirilliplanes. 
3920190 3920143 63 
16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
3921771 3921724 63 
16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonosporaceae; 
209084 Bacteria_16S 
strain ATCC 19812 


209084 Bacteria_16S 
strain ATCC 25495 


Streptomyces. 
209084 Bacteria_16S 


3923352 3923305 63 
eurythermus strain ATCC 14975 16S ribosomal RNA, 


110 gi 
complete sequence 


110 gi 


complete sequence 


110 gi 


eurythermus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
209084 Bacteria_16S 


Streptomycetaceae; 
209084 Bacteria_16S 


Streptomycetaceae; 
209084 Bacteria_16S 


Streptomycetaceae; 
209084 Bacteria_16S 
strain RL-34 16S 


209084 Bacteria_16S 
strain ATCC 15466 
Proteobacteria; 
209084 Bacteria_16S 


Firmicutes; Clostridia; 
209084 Bacteria_16S 


Streptomyces. 
3924933 3924886 63 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3926514 3926467 63 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 

3928094 3928047 63 
acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3929675 3929628 63 
ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
4038372 4038309 47 
16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Thiomonas. 
4071484 4071437 63 
strain PV1l 16S ribosomal RNA, partial sequence 


4083748 4083705 67 


110 gi 


110 gi 


110 gi 
complete 


110 
complete sequence 


gi 


110 gi 


110 gi 


Clostridiales; Veillonellaceae; 
110 gi 


complete 


219846281 
39187 


Streptomycineae; 


219846280 
39203 


219846279 


219846278 


complete sequence 
Actinomycetales; 


219846277 


219846276 
sequence 


219846275 


3928271 39298 
Streptomycineae; 


219846198 
40370 


219846172 


4070099 40715 


Veillonel 
219846164 


sanguinis strain 2301083 16S ribosomal RNA, partial sequence 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


sequence 3917267 391873 
Actinomycetales; 


Streptomycineae; 


sequence 3921948 392347 
Actinomycetales; 


complete 


Actinomycetales; 


68 Herbidospora 


ref|NR_025883.1 


ref |NR_025882.1 
390383 
Paenibacillus. 


ref|NR_025872.1 


ref|NR_025871.1 
87 3920316 Strept 
Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
Str 


ref|NR_025869.1 


ref|NR_025868.1 
392352 


Strept 


ref|NR_025867.1 
sequence 392511 


ref|NR_025866.1 
3926691 392822 
Strepto 


ref|NR_025865.1 
00 Streptomyces 
Streptomyceta 
ref|NR_025788.1 
01 4038390 Thiomo 
ref|NR_025762.1 
la. 
ref|NR_025754.1 

4082348 408382 


Carnobacterium 


56 3812276 Carnobacterium funditum 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Blastococcus 


32 3841072 Blastococcus aggregatus 
Geodermatophilaceae; 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Herbidospora cretacea 


cretacea Bacteria; 
Streptosporangiaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
Cryptosporangiaceae; Cryptosporangium. 


Paenibacillus 
4 3905341 Paenibacillus 


Spirilliplanes 
6 Spirilliplanes 


Micromonosporineae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Paenibacillus 
2 Paenibacillus 


209084 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


209084 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


209084 Bacteria_16S 


strain CPJVR-H 16 


Actinobacteria; Actinoba 
209084 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


209084 Bacteria_16S 


Streptomycetaceae 


209084 Bacteria_16S 


209084 Bacteria_16S 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 


209084 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


209084 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


209084 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


209084 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


209084 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


209084 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


209084 Bacteria_16S 


strain JW/AS-Y6 1 


Firmicutes; Clost 


209084 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


209084 Bacteria_16S 


strain YIM 70081 


209084 Bacteria_16S 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


209084 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


209084 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


209084 Bacteria_16S 


strain VPB 4027 1 


Fusobacteria; Fus 


4103184 4103141 67 
riboso 


110 


mal RNA, partial sequence 


gi 


219846151 


4101786 41031 


ref 


NR_025741.1 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


lales; Bacillaceae; Bacillus. 

4106184 4106141 67 110 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

4127457 4127410 63 110 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 

cteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

4199447 4199404 67 110 gi|219846076|ref|NR_025666.1| Paenibacillus 
KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
a; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

4202426 4202379 63 110 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

4203924 4203877 63 110 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

4205471 4205424 63 110 gi|219846072|ref|NR_025662.1| Streptomyces 
n VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

4208493 4208446 63 110 gi|219846070|ref|NR_025660.1| Carboxydocella 
strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 

ella. 

4211524 4211477 63 110 gi|219846068|ref|NR_025658.1| Saccharothrix 
n SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 

4219171 4219124 63 110 gi|219846062|ref|NR_025652.1| Actinomadura 
in L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

4225278 4225231 63 110 gi|219846055|ref|NR_025645.1| Salinicoccus 

DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
ia; Firmicutes; Bacillales; Salinicoccus. 

54525 54479 64 110 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

96677 96631 64 110 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
n Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

258632 258586 64 110 gi|265678890|ref|NR_029198.1| Moorella glycerini 
6S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
ridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 

333074 333028 64 110 gi| 265678839 |ref|NR_029144.1| Moorella 
a strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
a Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
oorella. 

360055 360005 60 110 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

361601 361551 60 110 gi|265678814|ref|NR_029119.1| Nesterenkonia 
n YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

430521 430471 60 110 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
in YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

441356 441306 60 EL gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 

icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

634784 634734 60 110 gi|265678628|ref|NR_028933.1| Fusobacterium equinum 
6S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
obacteriales; Fusobacteriaceae; Fusobacterium. 

858945 858899 64 110 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 


209084 Bacteria_16S 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 


857526 859025 Desulfovibrio mexicanus 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


209084 Bacteria_16S 


1373998 1373900 12 


110 


strain MT1-641 16S ribosomal RNA, partial sequence 


Proteobacteria; 
209084 Bacteria_16S 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


Burkholderia; 
209084 Bacteria_16S 


margaritifer strain N2-214 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


margaritifer Bacteria; 
Tepidiphilus. 
209084 Bacteria_16S 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 


Desulfovibrio. 
209084 Bacteria_16S 
strain IPT10 16S 
Proteobacteria; 

209084 Bacteria_16S 
limimaris strain 
Bacteria; 
209084 Bacteria_16S 


dechloracetivorans strain SF3 16S ribosomal RNA, partial 
dechloracetivorans Bacteria; 


Desulfovibrionaceae; 
209084 Bacteria_16S 


psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Ac 


1534318 1534252 44 


1687629 1687544 25 
Proteobacteria; 
2164047 2164001 64 
Proteobacteria; 


2331148 2331050 12 


2355230 2355184 64 


2356801 2356755 64 


2455707 2455657 60 


Micrococcaceae; Arthrobacter. 


209084 Bacteria_16S 
toyohensis strain 
TOBE Bacteria; 
209084 Bacteria_16S 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 
209084 Bacteria_16S 
phaeum strain PB 
Firmicutes; 
209084 Bacteria_16S 


strain lacT 16S ribosomal RNA, partial sequence 


Proteobacteria; 
209084 Bacteria_16S 
caribensis strain 


209084 Bacteria_16S 


kuznetsovii strain DSM 6115 16S ribosomal RNA, 
115 Bacteria; 


kuznetsovii DSM 6 
209084 Bacteria_16S 


africanus strain DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 


Desulfovibrio. 
209084 Bacteria_16S 


aeronauticum strain DSM 10349 16S ribosomal RNA, partial 
Clostridia; 


aeronauticum Bacteria; 
209084 Bacteria_16S 


vanneervenii strain FC2 16S ribosomal RNA, partial sequence 37073 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


209084 Bacteria_16S 


thermocisternum strain ST90 16S ribosomal RNA, 
thermocisternum Bacteria; 


209084 Bacteria_16S 
gabonensis strain 


Desulfovibrio. 
209084 Bacteria_16S 


Firmicutes; 


Clostridia; 


2756407 2756361 64 


Clostridia; 


2836439 2836341 12 


2884450 2884404 64 


3043722 3043676 64 


3078393 3078327 44 


3156766 3156720 64 


3243281 3243235 64 


3247836 3247790 64 


Firmicutes; 


3708785 3708739 64 


3765432 3765386 64 


Firmicutes; 
3768346 3768300 64 


SEBR 2840 16S ribosomal RNA, 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; 


4065450 4065404 64 


Proteobacteria; 
Desulfovibrio. 


Firmicutes; 


Betaproteobacteria; Burkholderiales; Burkholderia 


110 


110 


110 


Deltaproteobacteria; 


110 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderia 


110 


DCB-M 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


110 


110 


110 


ToBE 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


110 


110 


16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


110 


Deltaproteobacteria; Desulfovibrionales; 


110 


MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; 


110 


110 


110 


strain SRL4225 16S ribosomal RNA, partial sequence 


Proteobacteria; 
209084 Bacteria_16S 
strain SEBR 2582 
Proteobacteria; 

209084 Bacteria_16S 


4066974 4066928 64 


4079061 4079015 64 


Deltaproteobacteria; Desulfovibrionales; 


Clostridiales; Pep 
110 gi| 219846431 
110 gi| 219846388 

partial sequence 

Clostridia; Clostridiales; 
110 gi| 219846386 
partial sequence 
Desulfo 
110 gi|219846176 
4064043 40655 
Desulfov 
110 gi|219846175 


16S ribosomal RNA, partial sequence 4065569 40669 
Deltaproteobacteria; Desulfovibrionales; 


110 


Syntrophobacterale 


Deltaproteobacteria; 


Thermoanaerobacte 


partial 
Clostridia; 


gi|228717983 
1372563 13740 


gi|]219857425 

Burkhol 
gi|219878417 
gi|219857626 


Des 


gi| 219857509 
2329695 23312 


219857491 
23538 


gi 


219857490 
sequence 


gi 


gi] 219857415 


219857149 
27549 
Th 
219856900 


gi 


gi 


Bu 


gi| 219856869 


gi|219846894 
3042319 30437 
Desulfov 
gi|219846870 
Burkhold 
219846818 
sequence 

Clostridia 
219846759 


gi 


gi 


219846756 
sequence 


gi 


Desulfov 


Hydrogenophilales; 


ref|NR_027569.1 
50 Burkholderia 
ceae; Burkholder 
ref|NR_025013.1 

1532915 153432 
deriales; Burkho 


ref|NR_025556.1 
1686206 168766 


NR_025215.1 
162629 216416 
ulfovibrionales; 


ref 


ND 


ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_025078.1 

2355381 235691 
Desulfovibriona 


ref|NR_025003.1 
2454319 245573 
tinomycetales; 


ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref |NR_024688.1 


raceae; Thermace 
ref|NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref|NR_026462.1 

3076975 307840 
eriales; Burkhol 
ref|NR_026410.1 

3155325 315690 
les; Peptococcac 
ref |NR_026351.1 

3241884 324339 
ibrionales; Desu 


ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 


gi|219846167 


phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Burkholderia 

2 Burkholderia 

lderiaceae; 


Tepidiphilus 
1 Tepidiphilus 


Hydrogenophilaceae; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 

Desulfomonile 
omonile limimaris 
; Desulfomonile. 

Desulfovibrio 
7 Desulfovibrio 
les; 


Arthrobacter 
2 Arthrobacter 


Micrococcineae; 


Thermanaeromonas 

naeromonas toyohensis 

aceae; Thermanaeromonas. 
Burkholderia 

lderia kururiensis 

Burkholderia. 

Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 

Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 

Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 

Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 


ref|NR_025757.1 
4077655 407918 


Cryptanaerobacter 
3 Cryptanaerobacter 


209084 Bacteria_16S 4122971 4122886 25 110 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 
209084 Bacteria_16S 4231313 4231267 64 110 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
209084 Bacteria_16S 14855 14818 73 110 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 


209084 Bacteria_16S 30181 30144 73 110 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

209084 Bacteria_16S 64986 64949 73 110 gi|265679021|ref|NR_029329.1| Herbaspirillum 


seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 


209084 Bacteria_16S 95080 95043 73 110 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

209084 Bacteria_16S 98269 98180 21 110 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 


thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 


209084 Bacteria_16S 149933 149848 25 110 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

209084 Bacteria_16S 157685 157648 73 110 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

209084 Bacteria_16S 165302 165265 73 110 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

209084 Bacteria_16S 185051 185014 73 110 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 188168 188131 73 110 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 189722 189685 73 110 gi|265678937|ref|NR_029245.1| Clostridium 


aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 206640 206603 73 110 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 


209084 Bacteria_16S 267572 267535 73 110 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

209084 Bacteria_16S 272076 272039 73 110 gi|265678879|ref|NR_029185.1| Clostridium 


proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


209084 Bacteria_16S 290219 290182 73 110 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

209084 Bacteria_16S 308590 308553 73 110 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 


strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
209084 Bacteria_16S 329917 329828 21 110 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 
209084 Bacteria_16S 367561 367496 45 110 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 


209084 Bacteria_16S 394960 394923 73 110 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

209084 Bacteria_16S 473456 473419 73 110 gi|265678736|ref|NR_029041.1| Weissella koreensis 


strain S-5623 16S ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
Firmicutes; Lactobacillales; Weissella. 


209084 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


209084 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


209084 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


209084 Bacteria_16S 


strain Kl1l1 16S ri 
Proteobacteria; B 


209084 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


valerianellae str 
valerianellae Bac 


209084 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


209084 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


209084 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


209084 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


209084 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


209084 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


209084 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


209084 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


209084 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


209084 Bacteria_16S 


satelles strain V 
satelles Bacteria 


209084 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


209084 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


209084 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


209084 Bacteria_16S 


strain AMX51 16S 


499569 499532 73 110 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
501121 501084 73 110 gi 


etaproteobacteria; Burkholderiales; Co 
514784 514747 73 110 gi 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
534626 534589 73 110 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
542252 542215 73 110 gi 
CW1l 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
577253 577216 73 110 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
589276 589239 73 110 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
659026 658989 73 110 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
681817 681780 73 110 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
683222 683185 73 110 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
689360 689271 21 110 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
707161 707124 73 110 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
739343 739306 73 110 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
758190 758153 73 110 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
759696 759659 73 110 gi 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
784301 784264 73 110 gi 
PI D143K-13 16S ribosomal RNA, partial 
; Firmicutes; Clostridia; Clostridiale 
824015 823978 73 110 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
825612 825523 21 110 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
827114 827025 21 110 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
843871 843782 21 110 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


209084 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


209084 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


209084 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


209084 Bacteria_16S 


846948 846911 73 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
857374 857337 73 110 gi 
ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; Lactobaci 
893622 893585 73 110 gi 


110 gi 


etaproteobacteria; Burkholderiales; Bu 
895157 895120 73 110 gi 


265678719 
ence 49817 
riales; 
265678718 


6S ribosomal RNA, partial sequence 499730 50125 
mamonadace 


265678709 


513446 51481 


illus. 
265678696 


533233 53475 
mamonadace 


265678691 
ce 54086 


265678668 
al sequenc 
ria; 
265678660 


587905 58931 
rkholderia 


265678610 


657665 65912 
Anaerosti 


265678595 


680477 68183 


eriaceae; 
265678594 
68188 
eriaceae; 
265678590 
equence 
ria; Desul 
265678578 


705889 70720 


Dorea. 

265678555 
ence 73794 
riales; Ox 
265678541 
quence 

a; Burkhol 
265678540 


758305 75981 


eriaceae; 
265678523 
sequence 
s; Lachnos 
265678497 
sequence 
a; Burkhol 
265678496 


824212 825662 Bosea 


sea. 
265678495 


825713 827158 Bosea 


sea. 
265678484 


842468 84394 


rhizobiace 
265678482 


845553 84708 


Clostridiu 
265678474 
sequence 

llales; Le 
265678449 


16S ribosomal RNA, partial sequence 892248 89373 


rkholderia 
265678448 


Co: 


Burkh 


ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy’ 
ref|NR_029023.1 


ae; Hydrogenopha 
ref|NR_029014.1 
3 Lactobacillus 
ref|NR_029001.1 
ae; Ottowia. 


ref |NR_028996.1 
2 542331 Staphy 


ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref|NR_028915.1 
0 Anaerostipes 
pes. 
ref|NR_028900.1 
Neisseria. 
ref |NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref|NR_028883.1 


ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028844.1 


Alysiella. 
ref |NR_028827.1 

782926 784381 
piraceae; Shuttl 
ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref |NR_028799.1 
vestrisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


’ 


ref|NR_028787.1 


Bosea. 
NR_028785.1 


ae; 
ref 


m. 
ref|NR_028777.1 

855982 857475 
uconostoc. 
ref|NR_028751.1 


ceae; Pandoraea 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 

Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Lactobacillus rossiae 
rossiae Bacteria; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Staphylococcus 
lococcus nepalensis 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Burkholderia tropica 


tropica Bacteria; 


ia. 
Anaerostipes caccae 


caccae Bacteria; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Desulfobacterium 

Desulfobacterium 
sulfobulbaceae. 

Dorea longicatena 


4 Dorea longicatena Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Shuttleworthia 
Shuttleworthia 
eworthia. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Leuconostoc 
Leuconostoc 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


ref|NR_028750.1 


Pandoraea pulmonicola 


strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 


209084 Bacteria_16S 


strain LMG 16407 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
209084 Bacteria_16S 932276 932239 73 110 gi|265678424|ref|NR_028726.1 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiace 
209084 Bacteria_16S 943112 943075 73 110 gi| 265678417 |ref|NR_028719.1 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamo 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
209084 Bacteria_16S 944675 944638 73 110 gi| 265678416 |ref|NR_028718.1 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenopha 
209084 Bacteria_16S 946238 946201 73 110 gi| 265678415 |ref|NR_028717.1 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrog 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy: 
209084 Bacteria_16S 947802 947765 73 110 gi|265678414|ref|NR_028716.1 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Co: 
Hydrogenophaga. 

209084 Bacteria_16S 949364 949327 73 110 gi| 265678413 |ref|NR_028715.1 
strain PHL 16S ribosomal RNA, partial sequence 947973 94948 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
209084 Bacteria_16S 950929 950892 73 110 gi|265678412|ref|NR_028714.1 
strain 133 16S ribosomal RNA, partial sequence 949535 95104 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
209084 Bacteria_16S 952488 952451 73 110 gi|265678411|ref|NR_028713.1 
strain 146 16S ribosomal RNA, partial sequence 951100 95259 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
209084 Bacteria_16S 954039 954002 73 110 gi|265678410|ref|NR_028712.1 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
Simplicispira. 

209084 Bacteria_16S 955599 955562 73 110 gi| 265678409 |ref|NR_028711.1 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria 
209084 Bacteria_16S 1009209 1009172 73 110 gi|265678372|ref|NR_028674.1 
strain T7 16S ribosomal RNA, partial sequence 1007814 10092 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

209084 Bacteria_16S 1036639 1036602 73 110 gi|265678354|ref|NR_028656.1 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 10367 

Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspiri 
209084 Bacteria_16S 1038179 1038142 73 110 gi| 265678353 |ref|NR_028655.1 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 10382 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
209084 Bacteria_16S 1146984 1146947 73 110 gi|253680759|ref|NR_028007.1 
strain Ter6 16S ribosomal RNA, partial sequence 1145612 11470 

Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas 
209084 Bacteria_16S 1180299 1180262 73 110 gi|228717704|ref|NR_027566.1 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosom 
209084 Bacteria_16S 1193849 1193812 73 110 gi| 228715722 |ref|NR_027537.1 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
209084 Bacteria_16S 1198511 1198474 73 110 gi|228715504|ref|NR_027534.1 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlib 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadac 
209084 Bacteria_16S 1224050 1224013 73 110 gi| 219878346 |ref|NR_025485.1 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 12241 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

209084 Bacteria_16S 1237766 1237729 73 110 gi| 219878251 |ref|NR_025390.1 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasp 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacter 
209084 Bacteria_16S 1267822 1267785 73 110 gi|219846423|ref|NR_026014.1 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 12679 

Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 
209084 Bacteria_16S 1288875 1288838 73 110 gi|219846052|ref|NR_025642.1 


Mi268 16S ribosom 
Lactobacillales; 


209084 Bacteria_16S 
metallidurans strain CH34 16S ribosomal RNA, 


metallidurans CH3 
Cupriavidus. 


896692 896655 73 


al RNA, partial sequence 
Weissella. 
1339029 1338992 73 


4 Bacteria; Proteobacteri 


110 


1287447 1289004 Weiss 


110 


a; 


gi 


16S ribosomal RNA, partial sequence 895318 89680 


gi 


265678447 


228721484 


ref|NR_028749.1 


ella soli Bacter 


partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 

Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 


mamonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 


monadaceae; 


Giesbergeria sinuosa 


sinuosa Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 
onas. 

Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Massilia timonae 


23 Massilia timonae Bacteria; 


Weissella soli strain 
ia; Firmicutes; 


ref |NR_027607.1 
1337638 133913 


Cupriavidus 
0 Cupriavidus 


209084 Bacteria_ 


16S 1364776 1364739 73 


110 


gi 


strain ATCC 29176 16S ribosomal RNA, partial sequence 


29176 Bacteria; 
209084 Bacteria_ 


naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholder 


209084 Bacteria_ 
strain 0S145 16S 
Proteobacteria; 


strain L1-82 16S 
Bacteria; 


209084 Bacteria 1 
strain TN-272 16S 
Clost 
209084 Bacteria 1 
strain B4P 16S ri 
B 
209084 Bacteria_1 
strain S2 16S rib 
B 
209084 Bacteria_1 
strain U120 16S r 
B 


Firmicutes; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain DhA-35 16S 


Proteobacteria; 


Proteobacteria; 
complex. 


209084 Bacteria_16S 
denitrificans str 


denitrificans K60 
Alicycliphilus. 


209084 Bacteria_16S 
saccharolyticum W 


WM1 Bacteria; 


Firmicutes; 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


209084 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


strain PC80 16S r 
Firmicutes; Clost 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


209084 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; G 


strain KMM 227 16 
Proteobacteria; G 


Firmicutes; 


G 
209084 Bacteria_1 


Firmicutes; 


B 


Firmicutes; 
209084 Bacteria_16S 
51271 16S ribosomal RNA, 
Clost 
209084 Bacteria_16S 
train ATCC 25295 16S ribosomal RNA, 
longata Bacteria; Proteobacteria; Betaproteobacteria; 


Clostridia; 


16S 1377034 1376997 73 


16S 1382993 1382928 45 


6S 1384489 1384452 73 
Clostridia; 
6S 1409907 1409870 73 
ridia; 
6S 


Clostridiales; 
1425131 1425094 73 


6S 1439074 1439037 73 


6S 1466311 1466274 73 


1469321 1469284 73 


1473857 1473748 1 
1 RNA, partial sequence 


1481531 1481494 73 
ain K601 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 
1492129 1492092 73 
Clostridia; 
1499642 1499605 73 


complete sequence 


1508564 1508527 73 


1519012 1518975 73 
ibosomal RNA, partial sequen 


1520525 1520488 73 
ibosomal RNA, partial sequen 


1537248 1537201 63 


ia; 


ae; Saccharothrix. 


1546562 1546497 45 


1548077 1548012 45 


1549548 1549511 73 


strain B8 16S ribosomal RNA, partial sequence 


Proteobacteria; B 


1551014 1550977 73 


strain B6 16S ribosomal RNA, partial sequence 


Proteobacteria; B 


strain LB23 16S r 
Fusobacteria; Fus 


209084 Bacteria_16S 


1568902 1568817 25 
ibosomal RNA, partial sequen 
obacteriales; Fusobacteriace 
1623750 1623713 73 


bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
209084 Bacteria_16S 


M1 16S ribosomal RNA, partial 
Clostridiales; 


110 


110 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


110 


ribosomal RNA, partial sequence 
Clostridiales; 


110 


ribosomal RNA, partial sequence 
Clostridiaceae; 


110 


110 


110 


110 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
209084 Bacteria_16S 
AMMD 16S ribosoma 
B 


110 


1472412 1473865 Burkholde 
rkholderiaceae; 


110 


partial sequ 


Clostridiales; 


gi 


Rhodocyclaceae; 


gi 


etaproteobacteria; Burkholderiales; Bu 


gi 


228719063 


228717818 


224581402 


219878371 
ence 


Betaproteobacteria; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
209084 Bacteria_16S 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
209084 Bacteria_16S 


110 gi|219846902|ref|NR_026494.1 
sequence 1490749 1492247 Clostr 
Clostridiaceae; Clostridium. 
110 gi|219846656|ref|NR_026248.1 
1498269 1499735 Catonella morbi ATCC 
Catonella. 

110 gi| 219846303 |ref|NR_025893.1 

complete sequence 150715 

Neisserial 

110 gi|219857618|ref|NR_025207.1 
ce 1517647 15191 
Hespellia. 

110 gi|219857617|ref|NR_025206.1 
ce 1519166 15206 
Hespellia. 

110 gi|219857378|ref|NR_024966.1 
al sequence 1535864 153737 
Actinomycetales; Pseudonoc 

110 gi|219857261|ref|NR_024892.1 

1545151 15466 
Idiomarinaceae; Idiomarina. 
110 gi|219857260|ref|NR_024891.1 
1546665 15481 
Idiomarinaceae; Idiomarina. 
110 gi| 219857245 |ref|NR_024875.1 


110 


110 
ce 
ae; 
110 


ridia; Clostridiales; Lachnospiraceae; 


ridia; Clostridiales; Lachnospiraceae; 
209084 Bacteria_16S 


ridia; Clostridiales; Lachnospiraceae; 
209084 Bacteria_16S 
NRRL B-16134 16S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; 


1548180 15495 


gi 


etaproteobacteria; Burkholderiales; Aquabacterium. 
209084 Bacteria_16S 


219857244 


1549646 15510 


gi 


etaproteobacteria; Burkholderiales; Aquabacterium. 
209084 Bacteria_16S 


219846057 


1567482 15689 


Leptot 


gi 


richia. 
219878461 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 


stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


13634 
Ruminococc 


13756 


ref|NR_027579.1 
15 1364816 Rumin 
aceae; Ruminococ 
ref|NR_027567.1 


Zoogloea. 
ref |NR_024882.1 
ria ambifari 
Burkholder 


ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


95 Aquabacterium 


ref |NR_024874.1 
61 Aquabacterium 


ref|NR_025647.1 
67 Leptotrichia 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Polaromonas 


65 1377116 Polaromonas naphthalenivorans 


iales; Comamonadaceae; Polaromonas. 
gi|228717104|ref|NR_027560.1| Idiomarina baltica 
1381574 1383049 Idiomarina baltica 08145 Bacteria; 
Idiomarinaceae; Idiomarina. 
gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
1383100 1384581 Roseburia intestinalis L1-82 
Lachnospiraceae; Roseburia. 
gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
1408524 1409968 Clostridium hylemonae Bacteria; 
Clostridium. 
gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
1423741 1425251 Thauera phenylacetica Bacteria; 
Rhodocyclaceae; Thauera. 
gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
1437684 1439179 Thauera aminoaromatica Bacteria; 
Rhodocyclaceae; Thauera. 
gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
1464924 1466433 Azoarcus buckelii Bacteria; 
Rhodocyclaceae; Azoarcus. 
gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
1467942 1469414 Zoogloea resiniphila Bacteria; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Clostridium 
idium saccharolyticum 


Catonella morbi ATCC 
51271 Bacteria; 


Neisseria elongata 
8 1508633 Neisseria 


es; Neisseriaceae; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


ref|NR_025600.1 
1622384 162383 


Sutterella 
8 Sutterella 
Sutterella. 


209084 Bacteria_16S 1671032 1670995 73 110 
strain 16351 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


209084 Bacteria_16S 1733485 1733448 73 110 
strain JK 615 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


209084 Bacteria_16S 1734985 1734948 73 110 


xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lac 


209084 Bacteria_16S 1830717 1830680 73 110 


limicola strain GolChil 16S ribosomal RNA, complete sequence 


gi|219878428 
1669639 16711 


gi| 219878386 
1732113 17335 


gi| 219878385 


gi|219878316 


ref|NR_025567.1| Clostridium bolteae 
36 Clostridium bolteae Bacteria; 


ref|NR_025525.1| Butyrivibrio hungatei 
87 Butyrivibrio hungatei Bacteria; 


ref|NR_025524.1| Pseudobutyrivibrio 
1733638 1735079 Pseudobutyrivibrio 

hnospiraceae; Pseudobutyrivibrio. 

ref|NR_025455.1| Propionivibrio 
1829317 1830847 Propionivibrio 


limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 


209084 Bacteria_16S 1836770 1836733 73 110 


gi|219878311 


ref|NR_025450.1| Sterolibacterium 


denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Sterolibacterium. 
209084 Bacteria_16S 1865781 1865716 45 110 


canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanos 


Chromohalobacter. 
209084 Bacteria_16S 1898100 1898063 73 110 


strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 


209084 Bacteria_16S 1899643 1899606 73 110 


strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 


209084 Bacteria_16S 1928092 1928055 73 110 
strain L1/68 16S ribosomal RNA, partial sequence 


gi|219878291 


gi|219878265 


gi|219878264 


gi|219878243 
1926697 19282 


ref|NR_025430.1| Chromohalobacter 
1864353 1865884 Chromohalobacter 
pirillales; Halomonadaceae; 


ref|NR_025404.1| Bordetella trematum 
30 Bordetella trematum Bacteria; 

ae; Bordetella. 
ref|NR_025403.1| Brackiella oedipodis 
81 1899753 Brackiella oedipodis Bacteria; 
ae; Brackiella. 
ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 


209084 Bacteria_16S 1937167 1937130 73 110 


nitrativorans strain 23310 16S ribosomal RNA, partial sequence 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkh 


209084 Bacteria_16S 1947891 1947854 73 110 


strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 


209084 Bacteria_16S 1964623 1964586 73 110 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequen 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydro 


Thiobacillus. 
209084 Bacteria_16S 1966140 1966103 73 110 


subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; 


Alcaligenes. 
209084 Bacteria_16S 1971941 1971904 73 110 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 


Herbaspirillum. 
209084 Bacteria_16S 2024147 2024058 21 110 gi| 219878180 
strain ATCC 15253 16S ribosomal RNA, partial sequence 20227 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 


209084 Bacteria_16S 2068434 2068397 73 110 
strain 58Eu 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
209084 Bacteria_16S 2069966 2069929 73 110 
strain 47Lol 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Rhodocyclales; 
209084 Bacteria_16S 2074601 2074564 73 110 


defragrans strain 54Pin 16S ribosomal RNA, partial sequence 20732 


Rhodocyclaceae 


Rhodocyclaceae 


gi|219878237 


gi|219878230 


gi|219878219 


gi|219878218 


gi|219878214 


gi] 219878145 
2067059 20685 


gi|219878144 
2068593 20700 


gi| 219878141 


ref|NR_025376.1] Comamonas 

1935800 1937297 Comamonas 
olderiales; Comamonadaceae; Comamonas. 
ref|NR_025369.1| Bordetella petrii 
20 Bordetella petrii Bacteria; 
ae; Bordetella. 
ref|NR_025358.1| Thiobacillus 
ce 1963237 1964746 Thiobacillus 
genophilales; Hydrogenophilaceae; 


ref|NR_025357.1| Alcaligenes faecalis 
1964797 1966210 Alcaligenes faecalis 
Burkholderiales; Alcaligenaceae; 


ref|NR_025353.1| Herbaspirillum 
1970584 1972049 Herbaspirillum 
deriales; Oxalobacteraceae; 


ref|NR_025319.1| Caulobacter henricii 
70 2024208 Caulobacter henricii Bacteria; 
aceae; Caulobacter. 

ref|NR_025284.1| Thauera terpenica 

42 Thauera terpenica Bacteria; 

; Thauera. 
ref|NR_025283.1| Thauera linaloolentis 
74 Thauera linaloolentis Bacteria; 

; Thauera. 
ref|NR_025280.1| Castellaniella 

26 2074709 Castellaniella defragrans 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 


209084 Bacteria_16S 2123329 2123292 73 110 
strain AU2944 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


209084 Bacteria_16S 2177836 2177799 73 110 
strain IH003 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 
209084 Bacteria_16S 2179303 2179266 73 110 


henchirensis strain TMB834 16S ribosomal RNA, partial sequence 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkho 


209084 Bacteria_16S 2250574 2250537 73 110 


gi| 219857653 
2121958 21233 


gi|219857615 
2176454 21779 


gi|219857614 


gi|219857566 


ref|NR_025242.1| Ralstonia insidiosa 
93 Ralstonia insidiosa Bacteria; 
ceae; Ralstonia. 
ref|NR_025204.1| Leuconostoc inhae 
27 Leuconostoc inhae Bacteria; 


ref|NR_025203.1| Ramlibacter 

2177978 2179370 Ramlibacter 
lderiales; Comamonadaceae; Ramlibacter. 
ref|NR_025154.1]| Fructobacillus 


fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 


2249193 2250667 Fructobacillus 


209084 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


strain ICPB 3636 
Proteobacteria; B 


strain DSM 11853 
Proteobacteria; B 


campinensis strai 
Bacteria; Proteob 


strain LRC 5382 1 
Firmicutes; Clost 


strain L2-TR 16S 
Proteobacteria; G 


strain 63287 16S 


strain KF46F 16S 
Proteobacteria; B 


strain K24 16S ri 
Proteobacteria; B 


strain KCTC 12005 
Proteobacteria; B 


denitrificans str 
denitrificans Bac 


209084 Bacteria_16S 
LMG 19076 16S ribosomal RNA, 
ia; Proteobacteria; Betaproteobacteria; 
209084 Bacteria_16S 


caledonica strain 
caledonica Bacter 


strain SPS-1037 1 
Proteobacteria; B 


209084 Bacteria_16S 
S ribosomal RNA, partial sequence 


strain DSM5578 16 
Firmicutes; Lacto 


209084 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


209084 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


strain Z-2189 16S 
Firmicutes; Clost 


209084 Bacteria_16S 


strain 3CB-1 16S 
Proteobacteria; B 


strain MF63 16S r 
Proteobacteria; B 


olearium strain § 
Bacteria; Firmicu 


209084 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


palleronii strain 
palleronii Bacter 


strain CCUG 2113 


2252099 2252062 73 


FS-1 16S ribosomal RNA, partial sequence 
Fructobacillus. 


tes; Lactobacillales; 


2266016 2265979 73 


2275198 2275161 73 


2276732 2276695 73 


2290374 2290337 73 


2299376 2299311 45 


2300844 2300755 21 


2305356 2305319 73 


2308451 2308414 73 


2315998 2315961 73 


2353679 2353642 73 


teria; Proteobacteria; 


2387144 2387107 73 


2411517 2411480 73 


2419307 2419270 73 


bacillales; Leuconostoc. 
2420862 2420825 73 


bacillales; Leuconostoc. 
2437342 2437305 73 


2467775 2467738 73 


ridia; Clostridiales; 


2499208 2499171 73 


2500745 2500708 73 


2505313 2505276 73 


tes; Clostridia; 


2532639 2532602 73 


2544105 2544068 73 


2545666 2545629 73 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Alcaligenaceae; 
209084 Bacteria_16S 


ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
209084 Bacteria_16S 
R1 16S ribosomal RNA, partial 
Clostridiales; 


110 


110 


110 


110 


n WS2 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 
209084 Bacteria_16S 


110 


110 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; 
209084 Bacteria_16S 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
209084 Bacteria_16S 


110 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
209084 Bacteria_16S 


110 


110 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
209084 Bacteria_16S 


110 


6S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


gi|219857565 


gi|219857556 


16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neisseriaceae; 
209084 Bacteria_16S 


gi|219857550 


16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Burkholderiaceae; 
209084 Bacteria_16S 


219857549 
22753 


gi 


gi| 219857539 


6S ribosomal RNA, partial sequence 2288984 22904 
ridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 
209084 Bacteria_16S 


gi|219857531 
2297982 22993 


gi| 219857530 
2299447 23008 


gi| 219857526 
2303983 23054 


gi| 219857524 
2307079 23085 


219857519 
23146 


gi 


gi| 219857492 


ain 123 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


110 gi| 219857469 
partial sequence 
110 gi| 219857453 

2410156 24116 
Tepidimonas. 
110 gi| 219857447 


110 


110 


6S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
209084 Bacteria_16S 


110 


ribosomal RNA, partial sequence 
Clostridiaceae; 


110 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
209084 Bacteria_16S 


110 


110 


110 


110 


110 


sequence 
Lachnospiraceae; 


2417916 24194 


gi|219857446 
2419471 24209 


gi|219857430 
2436004 24374 


gi] 219857405 
2466381 24678 


gi| 219857384 
2497830 24993 


gi| 219857382 
2499368 25008 


219857379 
25039 


gi 


gi| 219857356 


6S ribosomal RNA, partial sequence 2531266 25327 
etaproteobacteria; Burkholderiales; Burkholderiaceae; 
209084 Bacteria_16S 
CCUG 20334 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 
209084 Bacteria_16S 


gi|219857348 


gi| 219857347 


16S ribosomal RNA, partial sequence 2544276 25457 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


209084 Bacteria_16S 
strain ATCC 19624 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


2547218 2547181 73 


110 


gi|219857346 


2250718 2252192 Fructo 


Burkholderiaceae; 


Burkholderiales; 


Burkholderiales; 


Burkholderiales; 


ref|NR_025153.1 


ref|NR_025144.1 


Simonsiella. 
ref|NR_025138.1 


Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 


ref|NR_025127.1 


ref|NR_025119.1 


Idiomarina. 


ref|NR_025118.1 
Bosea. 
ref|NR_025114.1 


Xenophilus. 
ref|NR_025112.1 
60 Pigmentiphaga 
Pigmentiphag 
ref|NR_025107.1 
34 2316097 Comamo 
Comamonas. 
ref|NR_025080.1 

2352316 235375 
Coma: 
ref|NR_025057.1 

2385781 238725 
Burkhol 
NR_025041.1 


ref 


ref |NR_025035.1 


ref |NR_025034.1 


ref |NR_025018.1 


Cupriavidu 


ref|NR_024993.1 


ref|NR_024972.1 
Thauera. 


ref|NR_024970.1 


ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref|NR_024944.1 


Cupriavidu 
ref|NR_024936.1 

2542716 254422 
Comamon 
ref|NR_024935.1 


ae; Acidovorax. 


Fructobacillus 
bacillus ficulneus 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 
Cupriavidus 

vidus campinensis 

Cupriavidus. 

Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Comamonas koreensis 
nas koreensis Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 
Burkholderiaceae; 


Ss. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 
Clostridium. 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 
Rhodocyclaceae; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 
Rhodocyclaceae; Azoarcus. 


Sporobacterium 
acterium olearium 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Hydrogenophaga 

5 Hydrogenophaga 

adaceae; Hydrogenophaga. 

Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


ref|NR_024934.1 


Hylemonella. 


Hylemonella gracilis 


2545837 2547323 Hylemonella gracilis Bacteria; 


209084 Bacteria_16S 
aminophilus strai 
aminophilus Bacte 


Desulfovibrio. 


209084 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


209084 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


209084 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


209084 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


209084 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


209084 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


209084 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


209084 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


209084 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


209084 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


209084 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


209084 Bacteria_16S 


saccharophila str 
saccharophila Bac 


209084 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


209084 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


209084 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


209084 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


209084 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


209084 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2719018 2718981 73 110 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


al 
ct 


2744627 2744590 73 

osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2750325 2750288 73 110 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


110 gi 


ma. 


ri 


2794018 2793981 73 110 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2848585 2848548 73 110 gi 


s 
ia 


etaproteobacteria; Burkholderiales; Co 
2850142 2850105 73 110 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2862557 2862520 73 110 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2868729 2868692 73 110 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


ma: 
Ss 
er 
2 
1 
a; 
2 
se 
B 
2919380 2919343 73 110 gi 


rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


eq 
er 


2922466 2922429 73 110 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
3014886 3014849 73 110 gi 
ribosomal RNA, complete sequence 


ue 
al 


209084 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


209084 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


209084 Bacteria_16S 


ia; 


219857158 
2743252 27 


447 
monad 


uence 
a; Bu 


219857121 


equence 
les; 


equence 


Burkhol 


19856879 


quence 
urkholde 


219856844 


uence 
ia; Hydr 


219856842 


nce 


es; Euba 


219846914 
3013492 30150 


ace 
219857154 
eq 
rkh 


Clo 
219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
monadace 
219856891 


Burkh 
19856883 
sequence 


2574838 2574793 64 109 gi|219857285|ref|NR_024916.1| Desulfovibrio 
n ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
2576413 2576376 73 110 gi|219857284|ref|NR_024915.1| Taylorella 
rain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
2619557 2619520 73 110 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
bosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 
2645552 2645515 73 110 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
2647101 2647064 73 110 gi|219857227|ref|NR_024855.1| Propionivibrio 
asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
ia; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
2650106 2650069 73 110 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 
2651609 2651572 73 110 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 


ira oryzae Bacteria; Proteobacteria; 
Herbaspirillum 
5 Herbaspirillum 


xalobacteraceae; 


ref |NR_024804.1 
e 2717632 271910 
rkholderiales; 0 


ref|NR_024786.1| Delftia tsuruhatensis 

07 Delftia tsuruhatensis Bacteria; 

ae; Delftia. 

ref |NR_024782.1 
2748935 275045 

olderiales; Coma 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


ref|NR_024749.1 
2792664 279412 
stridiaceae; Clostridium. 
ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
ae; Delftia. 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref|NR_024702.1 
2861171 286267 
deriales; Comamo 
NR_024698.1 
4 
c 


Clostridium 
8 Clostridium 


Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 
Herbaspirillum 

5 Herbaspirillum 

es; Oxalobacteraceae; 
NR_024663.1 
2918000 291946 
ogenophilales; H 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


ref|NR_024661.1 
2921059 292256 
cteriaceae; Eubacterium. 
ref|NR_026506.1| Acidovorax defluvii 
17 Acidovorax defluvii Bacteria; 


Eubacterium 
6 Eubacterium 


etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

3033011 3032974 73 110 gi|219846901|ref|NR_026493.1| Clostridium indolis 
somal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Clostridium. 

3055922 3055885 73 110 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
rain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
cteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

3060472 3060435 73 110 gi|219846882|ref|NR_026474.1| Thauera selenatis 
ibosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

3062013 3061976 73 110 gi| 219846881 |ref|NR_026473.1| Thauera 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


3060645 3062135 Thauera 


209084 Bacteria 


limneticum strain 
Proteob 


Bacteria; 
209084 Bacteria 


strain DSM 11603 


209084 Bacteria 


strain DSM 12081 


Proteobacteria; 
209084 Bacteria 


guttoideum strain 
guttoideum Bacter 


209084 Bacteria 


lividum strain DS 


16S 3075311 3075274 73 110 gi 


_ 16S 3107002 3106913 21 110 gi 


cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 


en 


ales; 


219846872 
ce 30739 
Rhod 
219846851 
16S ribosomal RNA, partial sequence 3105629 31070 


ref 


ocyc 
ref 


12 3075441 Ferri 


51 Aquamicrobium 


NR_026464.1 
b 
laceae; Ferr 
NR_026443.1 


Ferribacterium 
acterium limneticum 
ibacterium. 

Aquamicrobium defluvii 
defluvii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 
_ 16S 3114436 3114399 73 110 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
16S 3158338 3158301 73 110 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
ia; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 
16S 3222022 3221985 73 110 gi|219846773|ref|NR_026365.1| Janthinobacterium 
M 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 


Bacteria; 
209084 Bacteria 
agaricidamnosum 
agaricidamnosum 


Janthinobacterium. 


209084 Bacteria 


strain Feox-1 16S 


Proteobacteria; 
209084 Bacteria 


ruminis strain DS 
Firmicu 


Bacteria; 
209084 Bacteria 


hydrogenotrophica 
hydrogenotrophica 


209084 Bacteria 
strain LMG 2207 
Proteobacteria; 


209084 Bacteria_ 


strain DSM 6836 
Firmicutes; 
209084 Bacteria 
strain DSM 6984 
Proteobacteria; 
209084 Bacteria 
strain DSM 6011 
Firmicutes; 
209084 Bacteria 
homopropionicum 
homopropionicum 
209084 Bacteria 


Proteob 


Clost 


Clost 


_ 16S 3223541 3223504 73 110 
strain Wlr3 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


gi 
partial 


_ 16S 3270265 3270228 73 110 
ribosomal RNA, complete sequence 


gi 


B 


16S 3297734 3297697 73 110 gi 


tes; 
_ 16S 


Clostridia; Clostridiales; 
3299261 3299224 73 110 gi 
Bacteria; Firmicutes; 
_ 16S 3350902 3350865 73 


Clostridia; 
LEO gi 


acteria; Betaproteobacteria; Burkholde 


Betaproteobac 


M 9787 16S ribosomal RNA, partial sequ 
Lachno 


strain S5a36 16S ribosomal RNA, parti 
Clo 


riales; 


se 
te 


quence 
ria; 


ptothrix. 


en 
sp 


al 
st 


Ox 
219846772 


Bur 


219846741 
3268876 32703 
etaproteobacteria; Burkholderiales; Le 
219846723 
ce 32963 
iraceae; 
219846722 

sequenc 
ridiales 
219846684 
6S ribosomal RNA, partial sequence 3349528 33510 


alob 
ref 


khol 


ref 


ref 


Pse 
ref 
o BL 
ref 


3222170 32236 


73 3297834 Pseud 


e 3297885 32993 


acteraceae; 

NR_026364.1 
3 
x 


deriales; O 


NR_026333.1 


NR_026315.1 
° 
udobutyrivib 
NR_026314.1 
4 
autia. 
NR_026276.1 


Janthinobacterium. 
Janthinobacterium 

8 Janthinobacterium 

alobacteraceae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 
2 Blautia 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

16S 3447273 3447236 73 110 gi|219846612|ref|NR_026204.1| Clostridium viride 
16S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 3523310 3523273 73 110 gi|219846561|ref|NR_026153.1| Thauera aromatica 


B 


16S 3526282 3526245 73 110 gi 


ridia; 
_ 16S 

s 
Bacteria; Firmicutes; Clostridia; 
_ 16S 3533856 3533819 73 110 


Clostridiales; Clostridiaceae; 
3530878 3530841 73 110 gi 


gi 


train DSM 5847 16S ribosomal RNA, part 
Clost 


6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhod 


Oc 


cl 


ia 


ridiales; 


yclaceae 
219846559 
6S ribosomal RNA, partial sequence 3524935 35264 
ostridiu 
219846556 
1 sequen 


219846554 


~Eh 
ref 


m. 
ref 


Clos 
ref 


ce 3529546 3 


auera. 
NR_026151.1 


NR_026148.1 
53100 
tridiaceae; 
NR_026146.1 


32 Thauera aromatica Bacteria; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 
Sarcina ventriculi 


strain DSM 286 16 


S ribosomal RNA, partial sequence 


3532506 35339 


66 Sarcina ventriculi Bacteria; 


Firmicutes; 
209084 Bacteria 


strain 106 16S ri 


Proteobacteria; 
209084 Bacteria 


strain Anox B 16S 


Proteobacteria; 
209084 Bacteria 
strain 743A 16S 
Firmicutes; 
209084 Bacteria 


Clost 


Clost 


ridia; Clostridiales; Clostridiaceae; 
_ 16S 3557117 3557080 73 110 gi 
bosomal RNA, partial sequence 
B 
_ 16S 3590486 3590449 73 110 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 
_ 16S 3596613 3596576 73 110 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
_ 16S 3598146 3598109 73 110 gi 


gi 


gi 


lentocellum strain RHM5 16S ribosomal RNA, partial sequ 


Bacteria; 
209084 Bacteria 


Firmicutes; 


Lachno 
gi 


Clostridia; Clostridiales; 


_16S 3599696 3599659 73 110 


celerecrescens strain DSM 5628 16S ribosomal RNA, parti 


celerecrescens Bacteria; 


209084 Bacteria 


strain NCTC 83785 
Proteob 


Bacteria; 
209084 Bacteria 
debontii strain 


Bacteria; Verruco 


209084 Bacteria 


fibrisolvens stra 
fibrisolvens Bact 
209084 Bacteria_ 


strain 34-P 16S 


Firmicutes; Clostridia; Clostr 
_ 16S 3628190 3628153 73 110 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
_ 16S 3707260 3707220 70 110 gi 
FC3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
_ 16S 3763975 3763938 73 110 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; 
16S 3795469 3795432 73 110 
ribosomal RNA, partial sequence 


gi 


etaproteobacteria; Rhodocyclales; Rhod 


Clostrid 


Sarcina. 


Oc 


eonella. 


cl 
ence 3596 


sp 


al 
idiales; 
3626 
les; 
3705 
robiales; 
al 


iales; 


219846538 
3555718 35572 
yclaceae 
219846516 
3589120 35906 
Id 
219846511 
3595254 35967 
ostridiu 
219846509 


iraceae; 
219846508 
sequenc 


219846487 


Neiss 
219846432 


219846390 
sequenc 
Lac 
219846367 
3794096 3795549 Polaromonas vacuolata Bacteria; 


ref 
7 ZO 
ref 


ref 


m. 
ref 
7 
Cel 
ref 
Clost 
ref 
7 
eria 
ref 
8 
Verr 
ref 


hnos 


47 Zoogloea 


93 3598277C 


e 3598328 35998 


80 3628323 Neiss 


70 3707337 Prost 


e 3762598 37640 


NR_026130.1 


ogloea. 
NR_026108.1 


NR_026103.1 


NR_026101.1 
lostr 
lulosilyticu 
NR_026100.1 
2 
ridiaceae; C 
NR_026079.1 
e 
ceae; Neisse 
NR_026023.1 
h 
ucomicrobiac 
NR_025981.1 
7 
piraceae; Bu 


ref 


Zoogloea ramigera 


ramigera Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
idium lentocellum 
m. 
Clostridium 
6 Clostridium 
lostridium. 
Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 


NR_025958.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 


Polaromonas vacuolata 


209084 Bacteria_16S 
strain C-1 16S ri 
G 


Proteobacteria; 


Proteobacteria; 


strain Td-21 16S 
Proteobacteria; 


strain CDC 8142 1 
Proteobacteria; 


strain N 155 16S 
Proteobacteria; 


strain ATH 2.2.1 
Proteobacteria; 


Proteobacteria; 


strain 2761 16S 
Proteobacteria; 


strain IAM 12670 
Proteobacteria; 


strain CL-SP19 16 
Proteobacteria; 


strain HY-35-12 1 
Firmicutes; 


strain CLN-1 16S 


Proteobacteria; B 


leptinotarsae Bac 


209084 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; 


insolitus strain 


insolitus Bacteria; 
209084 Bacteria_16S 
n RMA 12708 16S ribosomal RNA, partial 
Fusobacteriales; 


canifelinum strai 


canifelinum Bacteria; 
209084 Bacteria_16S 

thermodepolymerans strain K14 16S ribosomal RNA, partial 
thermodepolymerans Bacteria; 


Schlegelella. 


209084 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


elongatus strain 
Bacteria; Proteob 


strain BAL-1 16S 


B 


B 


B 


B 


B 


B 


G 


Clostridia; 
209084 Bacteria_16S 
violaceinigra str 
violaceinigra Bacteria; 
209084 Bacteria_16S 


3836453 3836388 45 


3854634 3854597 73 


3856157 3856120 73 


ribosomal RNA, partial 


3875975 3875938 73 


3888433 3888396 73 


3889970 3889933 73 


ribosomal RNA, partial 


3891507 3891470 73 
3962198 3962161 73 
3963705 3963668 73 
3965215 3965178 73 
ribosomal RNA, partial 
3972556 3972519 73 

Proteobacteria; 
3974057 3974020 73 


3984145 3984080 45 


4026065 4026028 73 


Clostridiales; 
4060843 4060806 73 


Proteobacteria; 
4082172 4082135 73 
ribosomal RNA, partial 
4145953 4145916 73 
teria; 
4176710 4176673 73 
4178195 4178158 73 
LMG 600 
4182914 4182829 25 


Fusobacteria; 
4190440 4190403 73 


4195037 4195000 73 


99778 99690 22 


131781 131737 63 
ribosomal RNA, 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
209084 Bacteria_16S 
strain SS-1 16S r 
B 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Leptothrix. 
209084 Bacteria_16S 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
209084 Bacteria_16S 


Proteobacteria; 


110 


110 


110 


sequence 


110 


110 


n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteria; 


110 


sequence 


110 


110 


110 


110 


sequence 


110 


110 


110 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
209084 Bacteria_16S 


110 


110 


ain YIM 31327 16S ribosomal RNA, partial 
Betaproteobacteria; 


110 


sequence 


110 


110 


110 


110 


110 


110 


110 


FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 
209084 Bacteria_16S 


107 


complete sequence 


gi| 219846338 
3835060 38365 


gi| 219846326 
3853246 38547 


gi|219846325 
3854781 38562 


gi| 219846312 


6S ribosomal RNA, partial sequence 3874615 38761 
etaproteobacteria; Neisseriales; Neisseriaceae; 

209084 Bacteria_16S 
stercoraria strai 
stercoraria Bacte 
209084 Bacteria_16S 


gi| 219846304 


gi| 219846302 
3888563 38900 


etaproteobacteria; Neisseriales; Neisseriaceae; 
209084 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteri 
209084 Bacteria_16S 


gi| 219846301 


3890099 3891585 Kingella 
a; Neisseriales; Neisseriaceae; Kingella. 


gi|219846251 


16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Rubrivivax. 

209084 Bacteria_16S 
strain FR2 16S ri 
B 


gi|219846250 
3962329 39637 


gi|219846249 
3963836 39652 


gi| 219846244 


ain AS-P1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi| 219846243 


16S ribosomal RNA, partial sequence 3972687 39741 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; 
209084 Bacteria_16S 


gi| 219846236 
3982735 39841 


gi| 219846206 


6S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 


gi|219846180 


gi|219846165 
4080799 40822 


etaproteobacteria; Burkholderiales; Tepidimonas. 
209084 Bacteria_16S 
leptinotarsae strain LD- 


gi|219846117 


1B 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Entomoplasmatales; 


gi| 219846096 


6S ribosomal RNA, partial sequence 4175338 41767 
Betaproteobacteria; 
209084 Bacteria_16S 


Burkholderiales; Alcaligenaceae; 


gi|219846095 


3 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; 


219846089 
sequence 


gi 


Fusobacteriaceae; 


219846083 
sequence 


gi 


Betaproteobacteria; 


gi|219846079 


6S ribosomal RNA, partial sequence 4193672 41950 
etaproteobacteria; Burkholderiales; Alcaligenaceae; 
209084 Bacteria_16S 


265678997 
98328 


gi 


gi|265678975 


partial sequence 
Neisseriales; 


Burkholderiales; 


sequence 4059499 40609 
Burkholderiales; 


Burkholderiales; Alcalige 


ref|NR_025928.1 
Halomonas 


ref |NR_025916.1 


ref|NR_025915.1 


ref |NR_025902.1 
Neisseria. 
ref|NR_025894.1 
388702 
ref |NR_025892.1 
Neisseria. 
ref|NR_025891.1 


ref |NR_025841.1 


ref|NR_025840.1 
Rhodoferax. 
ref |NR_025839.1 
Rhodocyclus. 
ref|NR_025834.1 
3971185 397263 
Coma: 
ref |NR_025833.1 
Duganella. 
ref|NR_025826.1 
Idiomarina. 


ref|NR_025796.1 


NR_025770.1 
3 
Oxal 
NR_025755.1 


ref 


ref 


ref|NR_025707.1 

4144567 414608 
Spiroplasmata 
ref|NR_025686.1 
83 Achromobacter 
Achromobacte 
NR_025685.1 
176834 417830 


ref 

4 
ref|NR_025679.1 
181497 418295 
Fusobacter 
NR_025673.1 
189049 419056 
Burkholderiales; 


rs 


ref 


rs 


ref|NR_025669.1 
Kerstersia. 
ref|NR_029305.1 

99781 Desulf 
Desulfobulbacea 


Neisseriaceae; 


oralis Bacteria; 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
Halomonadaceae; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
209084 Bacteria_16S 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
Vitreoscilla. 
Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Kingella oralis strain 
Proteobacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
209084 Bacteria_16S 
denitrificans str 
denitrificans Bacteria; 
209084 Bacteria_16S 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 
Idiomarinaceae; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 
Clostridium. 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Achromobacter spanius 
spanius Bacteria; 
rs 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Fusobacterium 
4 Fusobacterium 
ium. 
Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Desulfobulbus 
obulbus elongatus 
e; Desulfobulbus. 


ref|NR_029283.1 


Chrysiogenes arsenatis 


130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


209084 Bacteria_ 


strain HTCC2597 1 


209084 Bacteria_ 


caspium strain M/ 


caspium Bacteria; 


Corynebacteriacea 


209084 Bacteria_ 
cetonica strain 4 
Bacteria; 


strain WSU 86/104 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
209084 Bacteria_1 
hydrothermalis st 
hydrothermalis Ba 
209084 Bacteria_1 


ATCC BAA-548 16S 


Bacteria; Lentisp 
209084 Bacteria_1 


strain EX-H1 16S 


Aquificae; Aquifi 
209084 Bacteria 1 
niigataensis stra 
niigataensis Bact 
209084 Bacteria_1 


azorense Az-Ful s 


azorense Az-Ful B 
209084 Bacteria_16S 


obscurus DSM 4316 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


209084 Bacteria_16S 


strain E58 16S ri 


strain DSM 2665 1 


Bacteria; Aquific 


209084 Bacteria_16S 


strain MHS-2 16S 


strain MHS-3 16S 


hydrogeniphila st 
hydrogeniphila Ba 


209084 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


209084 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


209084 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


209084 Bacteria_16S 
fusiformis strain FC4 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


Proteob 
209084 Bacteria _1 
strain TH-3 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
209084 Bacteria _1 


16S 379589 379549 70 110 gi 


16S 510321 510274 63 110 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
16S 687794 687718 34 110 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
6S 716326 716226 10 110 gi 
ibosomal RNA, partial sequence 


gi 


6S 974044 974004 70 
4 16S ribosomal RNA, 


110 
complete 


gi 
sequence 


6S 1061015 1060979 74 110 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
6S 1181829 1181789 70 110 gi 
ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
6S 1192319 1192283 74 110 gi 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; Persephone 
6S 1239334 1239234 10 110 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
6S 1242328 1242292 74 110 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1345233 1345189 66 110 gi 
0 16S ribosomal RNA, partial sequence 


1367794 1367754 70 
bosomal RNA, 


110 
complete sequence 


gi 


1372412 1372372 70 110 gi 
TCC2155 16S ribosomal RNA, partial seq 
Lentisphaerae; Lentisphaerales; Lent 
2013756 2013716 70 110 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2015216 2015176 70 110 gi 


, 


2232282 2232246 74 110 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 

2541248 2541208 70 110 gi 
ribosomal RNA, partial sequence 


2542653 2542613 70 110 
ribosomal RNA, partial sequence 


gi 


2728217 2728181 74 110 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
3019322 3019286 74 110 gi 
mal RNA, partial sequence 
ci; Thermales; Thermaceae; Thermus. 

3199497 3199409 22 110 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


3585857 3585810 63 110 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 


265678802 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


265678712 
quence 


265678591 
68634 
acterales; 

265678571 


714920 71638 
obacteriac 


265678395 
97261 


265678337 

uence 

i; 
228717635 


1180467 11819 
Victivall 


228715750 


1190944 11924 


lla. 
219878163 

sequence 

ria; 
219878120 


228721038 
13438 
omycetales 


228718799 


1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
209084 Bacteria_16S 
HTCC2155 strain H 
HTCC2155 Bacteria 
209084 Bacteria_16S 
jannaschiana stra 
jannaschiana Bact 
209084 Bacteria_16S 


228718145 
uence 


219878187 
al sequenc 
ria; 
219878186 


6S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
209084 Bacteria_16S 
guaymasensis stra 


219857578 
nce 22309 
Pe 
219857350 


2539981 25412 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
209084 Bacteria_16S 


yphomonada 
219857349 


2541332 25426 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
209084 Bacteria_16S 


yphomonada 
219857169 
quence 
enothermac 
219846911 


3017969 3019430 Thermus o 


219846789 
ial sequen 
cteria; Rh 


219846519 
ence 35844 
nellaceae; 


3705742 3705702 70 110 gi 


219846433 


hodobacter 


inomycetal 


Thermal 


Rhizo 


1 sequence 
genotherma 


isphaerace 


Rhodo 


yphomonada 


rsephone 


ref|NR_029107.1 
aceae; Oceanicol 
ref|NR_029017.1 

508981 510331 
es; Corynebacter 


ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028876.1 


eae; Aminobacte 
ref |NR_028697.1 
7 974173 Waddli 


ref |NR_028639.1 

1059624 106111 
Thermaceae; 
NR_027565.1 


es; 
ref 


is. 
ref|NR_027538.1 
06 Persephonella 


ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


, 


ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027571.1 

1371035 137251 
ae; Lentisphaera 
ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref |NR_025325.1 
ceae; Hyphomonas 
ref|NR_025166.1 
13 2232371 Persep 
lla. 


ref|NR_024938.1 


; Hyphomonas 
NR_024937.1 


ceae 
ref 
ceae; Hyphomona 
ref|NR_024797.1 
2726822 272832 
eae; Persephonel 
ref|NR_026503.1 
shimai Bacte 


ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Corynebacterium 
Corynebacterium 

ineae; 


Desulfosarcina 

osarcina cetonica 

eae; Desulfosarcina. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
r. 


Waddlia chondrophila 
a chondrophila Bacteria; 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Persephonella marina 
marina EX-H1l Bacteria; 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Lentisphaera araneosa 

2 Lentisphaera araneosa 
Hyphomonas 

4 Hyphomonas 

omonadaceae; Hyphomonas. 

Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Persephonella 
honella guaymasensis 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Ss. 


Persephonella 

8 Persephonella 

la. 

Thermus oshimai strain 
ria; Deinococcus- 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 


ref|NR_026024.1 


Prosthecobacter 


3704351 3705819 Prosthecobacter fusiformis 


Prosthecobacter. 


209084 Bacteria_16S 
strain HAR-13 16S 


209084 Bacteria_16S 


ribosomal RNA, 


3896151 3896111 70 


3969739 3969651 22 


110 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


110 


gi 


219846298 


3894733 38962 


gi 


strain NCIMB 11762 16S ribosomal RNA, partial sequence 


Bacteria; 
209084 Bacteria_16S 
strain JC2056 16S 


209084 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; 


4050443 4050396 63 


4051867 4051820 63 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


110 


gi 


219846246 
39683 


Rhodospirillales; 


219846187 


4049074 40504 


gi 


219846186 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 


ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; Nocardioides. 


209084 Bacteria_16S 


cyanea strain NA134 16S ribosomal RNA, partial 


Saccharomonospora. 
209084 Bacteria_16S 


azurea strain NA128 16S ribosomal RNA, partial 


Saccharomonospora. 
209084 Bacteria_16S 


longreachensis strain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; 


Desulfovibrio. 
209084 Bacteria_16S 
flavescens strain 


Microbacterium. 
209084 Bacteria_16S 


Actinomyc 

1378 1331 63 110 gi| 265679063 

sequence 1 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
2917 2870 63 110 gi| 265679062 

sequence 1539 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
11738 11691 63 110 gi| 265679056 
complete sequence 

Proteobacteria; Deltaproteobacteria; Des 

33276 33241 75 110 gi| 265679042 

401 16S ribosomal RNA, partial sequence 31915 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
43669 43622 63 110 gi| 265679035 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 
209084 Bacteria_16S 


strain M069 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


209084 Bacteria_16S 


alaskensis strain All 16S ribosomal RNA, 
Bacteria; Proteobacteria; Deltaproteobacteria; 


209084 Bacteria_16S 


strain AS2 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 
209084 Bacteria_16S 


strain HKI0088 16S ribosomal RNA, partial sequence 


46684 46637 63 


51307 51260 63 


52912 52869 67 


Enterococcaceae; 


66538 66491 63 


110 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 


camporealensis strain CRS-51 16S ribosomal RNA, partial 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; 


69563 69516 63 


Corynebacteriaceae; Corynebacterium. 


209084 Bacteria_16S 


71044 70997 63 


110 gi| 265679029 

51487 53037 
Enterococcus. 

110 gi| 265679020 

65168 66643 

Micrococcineae 

110 gi| 265679018 


110 


strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 


gi 


45374 


gi 


complete sequence 


gi 


partial s 
265679033 
46777 


265679030 
49907 


Desulfovibrionales 


sequence 
Actino: 


265679017 


succinivorans strain S1-1 16S ribosomal RNA, partial sequence 


succinivorans Bacteria; 


209084 Bacteria_16S 


strain 58/1971 16S ribosomal RNA, partial sequence 


Firmicutes; 
209084 Bacteria_16S 
dassonvillei subsp. 


Actinomycetales; 
209084 Bacteria_16S 


strain SL-4 16S ribosomal RNA, complete sequence 
Bacillales; 


Firmicutes; 
209084 Bacteria_16S 
strain IMMIB D-13 


Tsukamurella. 
209084 Bacteria_16S 


wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicutes; 
209084 Bacteria_16S 


Bacillales; 


Clostridia; 


Firmicutes; Clostridia; Clostridiales; Ve 
81405 81362 67 110 gi| 265679010 
80045 81448 

Listeriaceae; Listeria. 
85955 85908 63 110 gi| 265679006 


101264 101221 67 


Bacillaceae; 
104336 104289 63 


21 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


105874 105831 67 


108856 108809 63 


Halobacillus. 


dassonvillei strain IMRU 509 16S ribosomal RN 
Nocardiopsis dassonvillei subsp. dasson 


Nocardiops 

110 gi| 265678996 
99832 10139 

110 gi|265678994 
sequence 10297 
Cory 


110 


110 


gi 


gi 


265678993 
10448 
Thermoa 


idae; Acti 


nebacterin 


mycetales; 


A, partial seque 
villei Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; 


nebacterineae; 


naerobacteraceae 


ref|NR_025888.1 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_025777.1 


Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 
Nocardioides aestuarii 


53 Nocardioides aestuarii Bacteria; 


ineae; Nocardioi 
ref|NR_025776.1 

4050504 405187 
etales; Propioni 


ref |NR_029371.1 
1489 Saccha 
donocardineae; P 


ref |NR_029370.1 
3029 Saccha 
donocardineae; P 


ref |NR_029364.1 
10342 11910 
ulfovibrionales; 


ref|NR_029350.1 
33385 Microb 
ococcineae; Micr 


ref|NR_029343.1 
equence 42294 
nomycetales; Str 


ref |NR_029341.1 
Mycobacterium 
eae; Mycobacteri 
ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 
ref |NR_029337.1 
Enterococcus 


ref|NR_029328.1 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 

Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Enterococcus asini 


asini Bacteria; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriellaceae 
ref |NR_029326.1 

68186 69586 
Coryn 


ref |NR_029325.1 

69637 71125 
illonellaceae; S$ 
ref |NR_029318.1 


; Bogoriella. 
Corynebacterium 
Corynebacterium 

ebacterineae; 


Schwartzia 
Schwartzia 
chwartzia. 
Listeria innocua 


Listeria innocua Bacteria; 


ref|NR_029314.1 


is. 
ref |NR_029304.1 
0 Halobacillus 


ref |NR_029302.1 
6 104435 Tsukam 
T 


ref |NR_029301.1 
6 105949 Thermo 


265678990 


conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


Nocardiopsis 


nce 84580 86040 


Halobacillus litoralis 


litoralis Bacteria; 


Tsukamurella pulmonis 
urella pulmonis 
sukamurellaceae; 


Thermoanaerobacter 
anaerobacter wiegelii 
; Thermoanaerobacter. 


ref|NR_029298.1 
107522 108917 


Mycobacterium 
Mycobacterium 


209084 Bacteria_16S 

G33 16S ribosomal RNA, 
Actinobacteridae; 
209084 Bacteria_16S 


vanbaalenii strain PYR-1 
vanbaalenii Bacteria; Ac 


Mycobacteriaceae; 
209084 Bacteria_16S 


ulcerans strain NCTC 791 
Actin 


ulcerans Bacteria; 
Corynebacteriaceae; 
209084 Bacteria_16S 
cellulans strain 


Promicromonosporaceae; 
209084 Bacteria_16S 


strain 136 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


209084 Bacteria_16S 


strain Prevot 2477B 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


209084 Bacteria_16S 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Arthrobacter. 
209084 Bacteria_16S 


strain 27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 


strain ST26 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 


strain ST50 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 
strain 55134 16S 


209084 Bacteria_16S 


arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
209084 Bacteria_16S 


Actino: 


110348 110301 63 
partial sequence 


116604 116557 63 


118158 118111 63 


119679 119632 63 


121180 121133 63 


127319 127272 63 


134939 134892 63 


137885 137838 63 


139444 139397 63 


140973 140926 63 


145491 145444 63 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


159227 159192 75 


163696 163649 63 


mycetales; Micrococcineae; Micr 


110 gi| 265678989 


110 gi| 265678985 


16S ribosomal RNA, partial sequence 
tinobacteria; Actinobacteridae; 
Mycobacterium. 


110 gi| 265678984 


0 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Ac 
Corynebacterium. 


110 gi| 265678983 


DSM 43879 16S ribosomal RNA, partial sequence 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Cellulosimicrobium. 


110 gi|265678982|ref|NR_029290.1 
119823 121322 Cellulomonas 
ococcineae; Cellulomonadac 
110 gi|265678978|ref|NR_029286.1 
sequence 


110 gi| 265678973 


110 gi| 265678971 


136495 13800 
110 


gi| 265678970 


110 gi| 265678969 


110 gi| 265678966 


144082 14559 
110 265678957 
sequence 


gi 


110 gi| 265678954 


epidermidis strain P159 16S ribosomal RNA, partial sequence 16233 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brevibacterium. 
209084 Bacteria_16S 
leiognathi strain 
Bacteria; 
209084 Bacteria_16S 


177492 177429 47 


L1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


220595 220552 67 


110 gi| 265678945 |ref|NR_029253.1 
176048 177513 Photob 

Vibrionales; Vibrionaceae; Photoba 
110 gi| 265678916 |ref|NR_029224.1 
219184 220608 


kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 


kaustophilus Bacteria; 
209084 Bacteria_16S 
genavense strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 
209084 Bacteria_16S 


strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


209084 Bacteria_16S 
aichiense strain 


Mycobacterium. 
209084 Bacteria_16S 
strain 47001 16S 


209084 Bacteria_16S 


strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


209084 Bacteria_16S 
modestum strain Gra 
modestum Bacteria; 
209084 Bacteria_16S 


novocastrense strain 73 16S ribosomal RNA, 


Firmicutes; 
222036 221989 63 


2289 16S ribosomal RNA, partial sequence 


226517 226470 63 


228024 227977 63 


49005 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


229530 229483 63 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


231038 230991 63 


232543 232500 67 


Succ 2 16S ribosomal RNA, 
Fusobacteria; 


243515 243468 63 


Bacillales; 


Fusobacteriales; 


Bacillaceae; Geobacillus. 
110 gi|265678915|ref|NR_029223.1 
220659 222097 Mycoba 
Corynebacterineae; M 
110 gi|265678912|ref|NR_029220.1 
225125 226581 Mycobacterium 


110 265678911 


22663 


gi 


110 gi| 265678910 


228138 22959 
110 gi| 265678909 
229646 23110 
110 265678908 
sequence 


gi 
partial 


110 gi| 265678900 
complete sequence 


Actinomycetales; 


tinomycetales; 


138055 139531 Sanguibacter 
Micrococcineae; 


139582 141058 Sanguibacter 
Micrococcineae; 


Micrococcineae; 


Actinomycetales; 


Micrococcineae; 


a 
Corynebacterineae; M 


Fusobacteriaceae; Propionigeniu 


ref |NR_029297.1 
Kocuria. 
ref |NR_029293.1 

115240 116730 


ref|NR_029292.1 
116781 118270 


ref|NR_029291.1 
118321 119772 


ref|NR_029281.1 


ref|NR_029279.1 
Cellulomonadac 
ref|NR_029278.1 


Sanguibacterac 
ref|NR_029277.1 
Sanguibacterac 
ref |NR_029274.1 


ref |NR_029265.1 
157869 159336 
Micrococ 


ref |NR_029262.1 
4 163815 Brevib 


Mycobacteri 
NR_029219.1 
2 228087 Mycob 


ref 


ref|NR_029218.1 
5 Mycobacterium 


Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 


Mycobacteri 
ref |NR_029216.1 
231154 232668 


Kocuria varians strain 


108968 110448 Kocuria varians Bacteria; Actinobacteria; 
ococcaceae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Cellulosimicrobium 
Cellulosimicrobium 


Micrococcineae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Actinomyces meyeri 


125918 127358 Actinomyces meyeri Bacteria; 
nomycineae; Actinomycetaceae; Actinomyces. 


Arthrobacter 


133546 135015 Arthrobacter ureafaciens 
Micrococcineae; Micrococcaceae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 
Micrococcineae; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 
Jonesiaceae; Jonesia. 


Microbacterium 
Microbacterium 
cineae; 


Brevibacterium 
acterium epidermidis 


Brevibacteriaceae; 


Photobacterium 
acterium leiognathi 
cterium. 
Geobacillus 
Geobacillus 


Mycobacterium 
cterium genavense 
ycobacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Propionigenium 
Propionigenium 
m. 


ref|NR_029208.1 
242123 243639 


Mycobacterium 
Mycobacterium 


novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


209084 Bacteria_16S 


246557 246510 63 


110 


gi 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
209084 Bacteria_16S 


actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 
Aggregatibacter actinomycetemcomitans B 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 


209084 Bacteria_16S 
thermoamylovorans 
thermoamylovorans 
209084 Bacteria_16S 
strain ATCC 51131 


Mycobacterium. 
209084 Bacteria_16S 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; 


Bacteria; 


293449 293386 47 


322109 322066 67 


Firmicutes; 
334603 334556 63 


390302 390255 63 


Promicromonosporaceae; Myceligenerans. 


209084 Bacteria_16S 


multivorans strain 28-1 16S ribosomal RNA, partial sequ 
Bacillaceae; 


Bacteria; Firmicutes; 
209084 Bacteria_16S 


xylanilytica strain XIL11 16S ribosomal RNA, 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; 
Cellulomonas. 


Cellulomonadaceae; 
209084 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 


Bacillales; 


396456 396413 67 


397971 397924 63 


399493 399446 63 


strain SBHR OA6 16S ribosomal 
Bacteria; Actinobacteria; Actinobacter 


Nocardiaceae; Nocardia. 


209084 Bacteria_16S 
strain XILO8 16S 


Xylanibacterium. 
209084 Bacteria_16S 


antiquum strain VKM Ac-2118 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Ac 


antiquum Bacteria; 
Brevibacterium. 
209084 Bacteria_16S 
strain YIM 70085 


209084 Bacteria_16S 


strain F12 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
209084 Bacteria_16S 


xinjiangensis strain YIM70097 16S ribosomal RNA, partia 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


ribosomal RNA, 


407267 407220 63 


421185 421138 63 


422724 422677 63 


424301 424258 67 


Bacillaceae; 
427431 427384 63 


Micrococcaceae; Nesterenkonia. 


209084 Bacteria_16S 


halotolerans strain YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


428975 428928 63 


Corynebacteriaceae; Corynebacterium. 


209084 Bacteria_16S 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, pa 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 


438311 438264 63 


Pseudonocardiaceae; Amycolatopsis. 


209084 Bacteria_16S 


456800 456757 67 


Bacillus. 


110 


110 


strain DKP 16S ribosomal RNA, partial 
Bacillales; 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


110 gi| 265678838 |ref|NR_029143.1 
333245 334704 Mycob 
Cory 

110 gi|265678795|ref|NR_029100.1 
sequence 388894 390431 
Actinomycetales; Micrococ 
110 gi|265678791|ref|NR_029096.1 
ence 395050 396528 Tenuib 

Tenuibacillus. 
110 gi|265678790|ref|NR_029095.1 
complete sequence 396579 398094 
Actinomycetales; Microco 
110 gi| 265678789 |ref|NR_029094.1 
RNA, partial sequence 398145 
idae; Actinomycetales; Cor 
110 gi|265678784|ref|NR_029089.1 

405881 40739 

ococcineae; Promicromonosp 
110 gi|265678774|ref|NR_029079.1 
partial sequence 419777 421277 


110 


110 


110 


110 


110 


110 


acteria; 


gi| 265678865 


265678846 
sequence 


gi 


Bacillaceae; 


gi| 265678773 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi| 265678772 


422881 42442 


gi| 265678770 


265678769 
sequence 


gi 
265678763 


gi 


gi|265678747 


oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 


oligofermentans Bacteria; 


209084 Bacteria_16S 


Firmicutes; 
461236 461189 63 


Lactobacillales; 


110 


gi| 265678744 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 


209084 Bacteria_16S 
strain YIM 31530 


209084 Bacteria_16S 
J18 16S ribosomal 
Actinobacteridae; 
209084 Bacteria_16S 


462764 462717 63 


467299 467252 63 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


470276 470229 63 


110 


110 


465880 467346 Rothi 
ococcaceae; 


110 


strain A10 16S ribosomal RNA, partial sequence 


gi| 265678743 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


gi| 265678740 


gi| 265678738 


265678898 


Actinomyc 


ococcineae; 


1 sequence 
e; Actinomycetales; 


Streptococ 


ref 


ref 


RNA, partial 
Proteobacteria; Gammaproteobacteria; 


ref 


tinomycetales; 


ref 


ref 


ref 


ref 


ref 


rtial sequence 
e; Actinomycet 


ref 


cace 
ref 


ref 


ref 


Ro 
ref 


etales; 


426041 427535 


427586 429077 


Actinomycetales; 


455417 456926 


459859 461323 
Actinomyceta 


a amarae Bacteri 


NR_029206.1 


245166 246646 
Corynebacterineae; Nocardiaceae; 


NR_029171.1 
sequence 


NR_029151.1 


320691 322234 
Bacillus. 


Micrococcin 


NR_029078.1 


NR_029077.1 


NR_029075.1 
Microc 
NR_029074.1 
Coryneb 
NR_029068.1 


436922 
ales; Pseudo 
NR_029052.1 


ae; Streptoc 
NR_029049.1 


les; Pseudon 


NR_029048.1 


e; Nocardioi 
NR_029045.1 


thia. 


Rhodococcus 
Rhodococcus 


Aggregatibacter 
292013 293496 


Bacillus 
Bacillus 


Mycobacterium celatum 


acterium celatum 
nebacterineae; Mycobacteriaceae; 


Myceligenerans 
Myceligenerans 
cineae; 


Tenuibacillus 
acillus multivorans 


Cellulomonas 
Cellulomonas 
ccineae; 


Nocardia 
399618 Nocardia 


ynebacterineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 
Brevibacterium 
Brevibacterium 


eae; Brevibacteriaceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
Yaniellaceae; 


Yaniella. 
Bacillus algicola 


5 Bacillus algicola Bacteria; 


Nesterenkonia 
Nesterenkonia 
occineae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Streptococcus 
Streptococcus 
occus. 
Amycolatopsis 
Amycolatopsis 
ocardineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
ionibacterinea 


daceae; Kribbella. 
Rothia amarae strain 
a; Actinobacteria; 


NR_029043.1 


Actinomadura latina 


468944 470395 Actinomadura latina Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


209084 Bacteria_16S 


479463 479416 63 


110 


Streptosporangineae; Thermomonosporaceae; 


gi 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 


brisbanense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


209084 Bacteria_16S 
boenickei strain W5998 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 


209084 Bacteria_16S 


strain QH3A7 16S 


Mycobacterium. 
481012 480965 63 


490328 490281 63 
ribosomal RNA, 


494981 494934 63 


Arthrobacter. 


209084 Bacteria_16S 
gangotriensis str 


gangotriensis Bac 


496486 496439 63 


Micrococcaceae; Arthrobacter. 


209084 Bacteria_16S 


halichoeri strain 


halichoeri Bacteria; 
209084 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; 


devriesei strain 


devriesei Bacteria; 
209084 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


209084 Bacteria_16S 
n R-16222 16S ribosomal RNA, partial s 
Bacillales; 


contaminans strai 


contaminans Bacteria; 
209084 Bacteria_16S 


strain FI-0169 16 


Bacillales; 
209084 Bacteria_16S 

CCUG 47156 16S ribosomal RNA, 
Lactobacillales; 


498007 497964 67 
M512/02/1 
Firmicutes; 

502715 502672 67 


Bacillaceae; 
513351 513308 67 


Firmicutes; 
525484 525437 63 


527022 526979 67 


Firmicutes; 
531605 531558 63 


Mycobacterium avium complex (MAC). 


209084 Bacteria_16S 


strain IDA1967 16 
Firmicutes; 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


209084 Bacteria_16S 


IMMIB R-145 16S r 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


209084 Bacteria_16S 


strain R9242 16S 


tuberculostearicu: 
tuberculostearicu: 


Bacillales; 
209084 Bacteria_16S 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


533078 533035 67 
Bacillaceae; 


539244 539197 63 


Mycobacterium. 
545295 545248 63 


553038 552991 63 


569780 569733 63 


574279 574232 63 


Corynebacteriaceae; Corynebacterium. 


209084 Bacteria_16S 
MIB R-5091 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Act 


glaucum strain IM 
glaucum Bacteria; 


580175 580128 63 


Corynebacteriaceae; Corynebacterium. 


209084 Bacteria_16S 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae 


Mycobacteriaceae; 


209084 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


581718 581671 63 


Mycobacterium. 

586257 586214 
16S ribosomal RNA, 

lales; Bacillaceae; 


67 


16S ribosomal RNA, 


ibosomal RNA, partial sequence 
Bacillus. 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
209084 Bacteria_16S 


110 


110 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 
kerguelensis strain KGN15 16S ribosomal RNA, partial se 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae 


110 


110 


ain LzlY 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


Lactobacillales; 


110 gi 
partial 

Strep 

110 gi 


110 


110 


$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


110 


110 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


110 


S ribosomal RNA, partial sequence 
Bacillus. 


110 


110 


110 


613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
209084 Bacteria_16S 
m strain Medalle X 16S ribosomal RNA, 

m Bacteria; Actinobacteria; Actinobact 


110 


110 


110 


110 


partial 
Strept 


Bacillace 


partial 


gi 


gi 


gi 


gi 


265678732 |ref|NR_029037.1| Mycobacterium 
478074 479572 Mycobacterium 

Actinomycetales; Corynebacterineae; 

265678731|ref|NR_029036.1| Mycobacterium 

nce 479623 481120 Mycobacterium boenickei 

ales; Corynebacterineae; Mycobacteriaceae; 

265678725 |ref|NR_029030.1| Jonesia quinghaiensis 
488917 490451 Jonesia quinghaiensis Bacteria; 

ococcineae; Jonesiaceae; Jonesia. 

265678722 |ref|NR_029027.1] Arthrobacter 

quence 493586 495067 Arthrobacter 

; Actinomycetales; Micrococcineae; Micrococcaceae; 

265678721|ref|NR_029026.1] Arthrobacter 

quence 495118 496571 Arthrobacter 


265678720 
sequence 


265678717 


501307 50281 


gi 


gi 


gi 


gi 


265678710 
sequence 


265678702 
e 52414 
ales; 


265678701 
equence 


265678698 


530243 53169 


gi 


265678697 


531745 53318 


gi 


gi 


265678693 
sequence 
dae; 


265678689 


543951 54542 


gi 


gi 


265678684 
e 55170 
ales; 


265678673 


568394 56988 


gi 


gi 


gi 


265678670 
eridae; Ac 
265678666 


sequence 
inomycetal 


265678665 
sequence 


gi 


partial sequence 
Bacillus. 


265678662 


e; Actinomycet 


ococcaceae; 


Coryneba 


Coryneba 


nomycineae; 


partial sequen 


ref 


ref 


ref 


uo 


st 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Ac 
ref 


tino 


ref 


es; 


ref 


496622 498127 
tococcaceae; S 


11957 513395 


6 525550 Coryne 


525601 527141 
ae; Anoxybacil 


4 Mycobacterium 
nebacterineae; 


537853 539333 
Actinomyc 


3 553077 Coryne 


1 Actinobaculum 


578821 580286 


580337 581817 
; Actinomyceta 


ales; Microc 
NR_029025.1 
treptococcus 
NR_029022.1 
NR_029015.1 


reptococcus. 
NR_029007.1 


cterineae; C 


NR_029006.1 


lus. 
NR_029003.1 


Mycobacteri 


NR_029002.1 


NR_028998.1 
etales; Cory 
NR_028994.1 


Nocardiacea 
NR_028989.1 


cterineae; C 


NR_028978.1 


tinomycetace 
NR_028975.1 
ce 572888 
mycetales; C 


NR_028971.1 
Corynebacter 
NR_028970.1 


les; Coryneb 


ref 


occineae; 


Streptococcus 
Streptococcus 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Streptococcus 
Streptococcus 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


Anoxybacillus 
Anoxybacillus 


Mycobacterium chimaera 
chimaera Bacteria; 


aceae; Mycobacterium; 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Mycobacterium 
Mycobacterium 
nebacterineae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 
nebacterineae; 


e; Nocardia. 
Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Corynebacterium 

574399 Corynebacterium 
orynebacterineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Mycobacterium 
Mycobacterium 
acterineae; 


NR_028967.1 


Bacillus barbaricus 


584888 586308 Bacillus barbaricus Bacteria; 


209084 Bacteria_16S 596821 596774 63 110 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
209084 Bacteria_16S 607331 607288 67 110 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

209084 Bacteria_16S 608841 608794 63 110 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

209084 Bacteria_16S 610403 610360 67 110 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

209084 Bacteria_16S 618194 618147 63 110 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

209084 Bacteria_16S 619662 619627 75 110 gi| 265678639 |ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

209084 Bacteria_16S 624044 623997 63 110 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

209084 Bacteria_16S 625601 625554 63 110 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
209084 Bacteria_16S 627160 627117 67 110 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

209084 Bacteria_16S 631742 631695 63 110 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
209084 Bacteria_16S 633240 633197 67 110 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

209084 Bacteria_16S 636305 636258 63 110 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

209084 Bacteria_16S 637836 637789 63 110 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

209084 Bacteria_16S 642475 642428 63 110 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

209084 Bacteria_16S 647173 647126 63 110 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

209084 Bacteria_16S 648705 648658 63 110 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

209084 Bacteria_16S 666670 666623 63 110 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

209084 Bacteria_16S 669603 669556 63 110 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
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209084 Bacteria_16S 713188 713141 63 110 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
209084 Bacteria_16S 714747 714700 63 ILD gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
209084 Bacteria_16S 719453 719410 67 110 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
209084 Bacteria_16S 731709 731666 67 110 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 
209084 Bacteria_16S 740917 740870 63 110 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
209084 Bacteria_16S 765811 765764 63 110 gi| 265678536 |ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
209084 Bacteria_16S 776605 776562 67 110 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
209084 Bacteria_16S 778118 778071 63 110 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
209084 Bacteria_16S 782750 782703 63 110 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 
209084 Bacteria_16S 790364 790317 63 110 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
209084 Bacteria_16S 791967 791904 47 110 gi| 265678518 |ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 
209084 Bacteria_16S 811861 811814 63 110 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
209084 Bacteria_16S 816470 816423 63 110 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 
209084 Bacteria_16S 833311 833264 63 110 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
209084 Bacteria_16S 837803 837756 63 110 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
209084 Bacteria_16S 840865 840822 67 110 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 
209084 Bacteria_16S 862009 861962 63 110 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
209084 Bacteria_16S 869705 869662 67 110 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
209084 Bacteria_16S 889158 889111 63 110 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
209084 Bacteria_16S 898280 898237 67 110 gi|265678446|ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
209084 Bacteria_16S 906022 905979 67 110 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
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Rarobacteracea 


NR_028624.1 


e; Rarobacter. 
Bacillus funiculus 


1080469 1081998 Bacillus funiculus Bacteria; 


265678318 |ref 


gi 


265678301|ref 


gi 


265678300|ref 


gi 
Micrococ 


265678299 |ref 


gi 


265678298 |ref 


gi 


265678297 |ref 


gi 


253680755|ref 


gi 


1151622 1153067 Psychromonas 


Fusobacteriaceae; 
gi| 219878473 |ref 


1112307 1113789 Microb 


1116890 1118282 Streptococcus 
Streptococcus. 


1156151 1157635 Strept 


NR_028620.1 
akibai Bacte 


NR_028602.1 


Moritella. 
NR_028601.1 


cineae; Micr 


NR_028600.1 


NR_028599.1 


NR_028598.1 


Nocardiacea 
NR_028003.1 


ae; Psychrom 
NR_028002.1 


bacterium. 
NR_028001.1 


NR_027615.1 


Streptobacil 
NR_025612.1 


Bacillus akibai strain 
ria; Firmicutes; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Kineosporia rhamnosa 


1113840 1115313 Kineosporia rhamnosa Bacteria; 
Kineosporiineae; Kineosporiace 


ae; Kineosporia. 
Kineosporia succinea 


1115364 1116839 Kineosporia succinea Bacteria; 
Kineosporiineae; Kineosporiace 


ae; Kineosporia. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Brevibacterium 

acterium sanguinis 

ibacteriaceae; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Nocardia ignorata 

ia ignorata Bacteria; 
e; Nocardia. 
Psychromonas kaikoae 


kaikoae Bacteria; 


onas. 
Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Streptobacillus 
obacillus moniliformis 
lus. 

Arthrobacter bergerei 


1216681 1218148 Arthrobacter bergerei Bacteria; 


Mi 


gi| 219878362 |ref 


219878314 

sequence 

Streptococcaceae; 
gi|219878300|ref 


gi ref 


Micrococ 


219878266 |ref 


gi 


Actinomyce 


219878254 |ref 


1224170 122567 


1225722 1227193 Isopte 


crococcaceae 
NR_025501.1 


NR_025453.1 


Streptococcu 


; Arthrobacter. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


Streptococcus 
1 Streptococcus 
5 


NR_025439.1 
cineae; Prom 
NR_025405.1 


tales; Micro 


gi 


Isoptericola 
ricola variabilis 
icromonosporaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


NR_025393.1 
123486 


Mycobacterium 
8 1236341 Mycobacterium 


frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


209084 Bacteria_16S 
strain 13.4 16S r 


209084 Bacteria_16S 
efficiens YS-314 

Bacteria; Actinob 
Corynebacterium. 

209084 Bacteria_16S 
mcbrellneri ATCC 

ATCC 49030 Bacter 
Brevibacteriaceae; 
209084 Bacteria_16S 
strain CBS 107.95 
Bacteria; Actinob 
209084 Bacteria_16S 


ishimotonii strain Tokyo 01 16S ribosomal RNA, 


ishimotonii Bacte 
Desulfonema. 

209084 Bacteria_16S 
2077 16S ribosoma 
Deltaproteobacteria; 
209084 Bacteria_16S 


ria; 


DSM 15272 16S ribosomal RNA, partial sequence 


Bacteria; Actinob 
Aeromicrobium. 

209084 Bacteria_16S 
strain PYAN-1 16S 
Tenericutes; Moll 
209084 Bacteria_16S 
strain NCIMB 7030 


209084 Bacteria_16S 


strain LM 161 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


209084 Bacteria_16S 


brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brock 


1246824 1246777 63 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


1257265 1257218 63 


1261772 1261725 63 


1263214 1263167 63 


1270963 1270900 47 
Proteobacteria; 


1272421 1272358 47 


1 RNA partial sequence 
Desulfobacterales; 


1281191 1281144 63 


1282637 1282594 67 


1299298 1299251 63 


55 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


1300751 1300704 63 


1314485 1314442 67 


Entomoplasmatales; 


110 


110 


110 


ribosomal RNA, partial sequence 
icutes; 


complete sequence 


gi 
12 


gi 


16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycet 


gi 


49030 16S ribosomal RNA, partial sequenc 
ia; Actinobacteria; Actinobacteridae; 
Brevibacterium. 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


ii Bacteria; 


219857484 
45479 12468 


ref 


219857144|ref 


ales; 


219846707 
e 12603 


ref 


80 Amycolatopsis 


Corynebacterineae; 


97 1261800 Brevi 


Firmicutes; 


NR_025072.1 


Pseudonoca 
NR_024772.1 


NR_026299.1 
b 


Clostridia; 


Amycolatopsis rubida 
rubida Bacteria; 


rdiaceae; Amycolatopsis. 


Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacteriaceae; 


Brevibacterium 
acterium mcbrellneri 


Actinomycetales; Micrococcineae; 
110 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 
1261851 1263306 Dietzia natronolimnaea 
ales; Corynebacterineae; Dietziaceae; Dietzia. 
110 gi|219846400|ref|NR_025991.1| Desulfonema 
partial sequence 1269526 1270965 Desulfonema 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
110 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Desulfobacteraceae; Desulfonema. 
110 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
1279854 1281210 Aeromicrobium marinum DSM 15272 
ales; Propionibacterineae; Nocardioidaceae; 
110 gi| 219846087 |ref|NR_025677.1| Entomoplasma somnilux 
1281261 1282749 Entomoplasma somnilux Bacteria; 
Entomoplasmataceae; Entomoplasma. 
110 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
sequence 1297919 1299312 Brevibacterium avium Bacteria; 
occineae; Brevibacteriaceae; Brevibacterium. 
110 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
1299363 1300872 Kribbella koreensis Bacteria; 
ionibacterineae; Nocardioidaceae; Kribbella. 
110 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
16S ribosomal RNA, partial sequence 1313094 1314606 


Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

209084 Bacteria_16S 1316063 1316020 67 110 gi|228716557|ref|NR_027552.1| Bacillus subtilis 

subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 

subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

209084 Bacteria_16S 1319176 1319133 67 110 gi|228715349|ref|NR_027521.1| Staphylococcus 

schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 

209084 Bacteria_16S 1323800 1323757 67 110 gi|228715345|ref|NR_027517.1| Streptococcus 

dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysga 
Streptococcus. 


Streptococcaceae; 
209084 Bacteria_16S 


YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


209084 Bacteria_16S 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 
tinobacteria; Actinobacteridae; Actinomycetales; 


4810 Bacteria; Ac 
Brachybacterium. 
209084 Bacteria_16S 


DSM 10542 16S ribosomal RNA, partial sequence 


Bacteria; Actinob 
Sanguibacter. 
209084 Bacteria_16S 


DSM 43247 16S ribosomal RNA, partial sequence 


Bacteria; Actinob 
209084 Bacteria_16S 
subsp. costicola 
costicola subsp. 
Salinivibrio. 

209084 Bacteria_16S 
gonidiaformans st 


209084 Bacteria_16S 


pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; 


1326854 1326807 63 


1346764 1346717 63 


1349836 1349789 63 


1351365 1351318 63 


1355925 1355862 47 


1358839 1358796 67 


rain ATCC 25563 16S ribosomal 
gonidiaformans ATCC 25563 Bacteria; 


1411412 1411369 67 


110 


110 


110 


110 


110 


Proteobacteria; 


110 


Fusobacteria; 


110 


lactiae Bacteria; 


gi 


1325499 13269 


gi 


gi 


1348448 13499 
acteria; Actinobacteridae; Actinomycet 


gi 


1349993 13514 
acteria; Actinobacteridae; Actinomycet 


gi 


strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; 


gi 


RNA, partial sequence 
Fusob 


gi 


Gammaproteobacte 


219846136|ref 


228720938 |ref 


Mic 
228720600|ref 
ales; Micrococ 
228720546 |ref 
ales; Coryneba 


228720264 |ref 
artial sequenc 


228720055 |ref 


acteriales; Fu 


Firmicutes; 
44 Nocardia alba 


82 1346861 Brachy 


42 Sanguibacter 


NR_025726.1 


Nocardiacea 
NR_027599.1 


rococcineae; 
NR_027595.1 


cineae; Sang 


NR_027594.1 


cterineae; G 
NR_027590.1 
e 135446 
ria; Vibrion 


NR_027588.1 
135754 
sobacteriace 


224581432 |ref 


Streptococcac 


Lactobacillales; 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 


NR_027214.1 


eae; Strepto 


Streptococcus 


1410019 1411486 Streptococcus 


coccus. 


209084 Bacteria_16S 


strain B-10-31 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Alg 


209084 Bacteria_16S 
glauca strain K62 


Saccharomonospora. 
209084 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 


1412947 1412884 47 


1417471 1417424 63 


1422043 1421996 63 


Micrococcaceae; Arthrobacter. 


209084 Bacteria_16S 
strain M1063U/93 


209084 Bacteria_16S 
milosensis strain 
Bacteria; Firmicutes; 
209084 Bacteria_16S 

strain M2000/95/1 
Bacteria; 
209084 Bacteria_16S 


1431382 1431319 47 
1442190 1442147 67 
Bacillales; 


1443740 1443677 47 


1451279 1451232 63 


Bacillaceae; 


110 


110 


110 


110 


110 


110 


110 


Pasteurellales; 


gi|224581450 
1411537 14130 


gi|224581447 


16S ribosomal RNA, partial sequence 14160 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|224581444 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


gi|224581435 


16S ribosomal RNA, partial sequence 1429972 14314 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


gi|224581427 


SH714 16S ribosomal RNA, partial sequence 14407 
Filobacillus. 


gi|224581426 


16S ribosomal RNA, partial sequence 14423 
Proteobacteria; Gammaproteobacteria; 


gi|224581420 


Pseudonocardineae; P 


Actinomycetales; Mi 


Pasteurellaceae; 


ref|NR_027234.1 


ref|NR_027229.1 
93 1417582 Saccha 


ref |NR_027226.1 
1420664 142216 


ref|NR_027217.1 


Phocoenobac 
ref|NR_027209.1 
88 1442278 Filoba 


ref|NR_027207.1 
29 1443825 Actino 


ref|NR_027201.1 


spheniscorum strain PG 39 16S ribosomal RNA, partial sequ 


spheniscorum Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
209084 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


1454275 1454228 63 110 gi 
strain G2-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteri 


ence 
Acti 


224581418 


sequ 
dae; 


1449903 145131 
nomycetales; Coryneb 


ref|NR_027199.1 
ence 1452894 145438 
Actinomycetales; Mi 


Micrococcaceae; Arthrobacter. 


209084 Bacteria_16S 


1461692 1461645 63 


110 


strain CCM 132 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


209084 Bacteria_16S 
subsp. 
subsp. 
Mycobacteriaceae; 
209084 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 

209084 Bacteria_16S 
strain IBS G15036 


Corynebacterium. 
209084 Bacteria_16S 
strain DSM 20127 16S 


209084 Bacteria_16S 


strain 8025 16S ribosomal RNA, partial sequence 


1476847 1476800 63 


1483066 1483023 67 


1490666 1490619 63 


1502547 1502500 63 
ribosomal RNA, 


1513067 1513004 47 


110 


avium strain DSM 44156 16S ribosomal RNA, partial 
avium Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium 


vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; 


gi| 224581412 
1460297 14618 


219878445 
sequence 


gi 


110 gi| 219878151 
partial 
Fusobacteria; Fus 
110 gi| 219846947 
14892 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


110 


219846604 
15011 


gi 


gi|219878127 
1511717 15130 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


209084 Bacteria_16S 
strain 34hsl1 16S 
Firmicutes; 
209084 Bacteria_16S 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 


Bacillales; 


1514548 1514505 67 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
1522032 1521985 63 


Nocardiaceae; Nocardia. 


209084 Bacteria_16S 
strain ATCC 35185 
Bacteria; Firmicutes; 
209084 Bacteria_16S 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
209084 Bacteria_16S 


1525168 1525121 63 
Clostridia; 


1538811 1538764 63 


Saccharothrix. 
1552482 1552447 73 


110 


110 


110 


16S ribosomal RNA, partial sequence 


110 


108 


gi|219878119 
1513128 15146 
gi|219857610 


219857527 
15237 


gi 


Clostridiales; Veillonellaceae; 


219857377 
sequence 
Actinomyc 


gi 


gi|219857243 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 15511 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


209084 Bacteria_16S 


ayderensis strain AB04 16S ribosomal RNA, partial sequence 


1555521 1555478 67 


110 


219857209 
15541 


gi 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


209084 Bacteria_16S 


1561402 1561355 63 


110 


gi| 219846147 


canariasense strain 502329 16S ribosomal RNA, partial sequence 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


ococcineae; 


Actinomycetales; 
avium complex (MAC). 


Corynebacterineae; C 


Actinomycetales; 


Aquabacterium. 


ref|NR_027193.1 
Micrococcaceae 
ref|NR_025584.1 

1475465 147693 
Coryneb 


ref |NR_025290.1 
sequence 148170 
obacteriales; Fu 


ref|NR_026539.1 
76 1490698 Coryne 


ref |NR_026196.1 
62 1502633 Sinomo 
Micrococcaceae 
ref |NR_025266.1 
eae; 


ref|NR_025258.1 


ref|NR_025199.1 


Coryn 


ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_024965.1 

1537426 153893 
etales; Pseudono 


ref|NR_024871.1 
12 1552529 Aquaba 


ref |NR_024837.1 
24 1555535 Anoxyb 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Saccharomonospora 

romonospora glauca 

seudonocardiaceae; 


Arthrobacter 
4 Arthrobacter 


crococcineae; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Filobacillus 
cillus milosensis 


Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Arthrobacter 
1 Arthrobacter 


crococcineae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 
Mycobacterium avium 

6 Mycobacterium avium 

acterineae; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
; Sinomonas. 

Histophilus somni 


77 Histophilus somni Bacteria; 
Histophilus. 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Nocardia 
6 Nocardia 
ebacterineae; 


Selenomonas sputigena 
monas sputigena 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Aquabacterium 
cterium citratiphilum 


Anoxybacillus 
acillus ayderensis 


ref |NR_025737.1 
1560055 156148 


Mycobacterium 
7 Mycobacterium 


209084 Bacteria_16S 
pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 
209084 Bacteria_16S 
strain LMG 22166 
Firmicutes; Bacil 
209084 Bacteria_16S 
strain LMG 22165 
Firmicutes; Bacil 
209084 Bacteria_16S 
LMG 22167 16S rib 
Bacillales; Bacil 
209084 Bacteria_16S 
strain LMG 21727 
Firmicutes; Lacto 
209084 Bacteria_16S 


picturae strain LMG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


picturae Bacteria; 


Brevibacterium. 
209084 Bacteria_16S 
strain DSM 12798 


209084 Bacteria_16S 
arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 
209084 Bacteria_16S 
subsp. 
equi subsp. rumin 
209084 Bacteria_16S 
bolidensis strain 
bolidensis Bacter 
Intrasporangiaceae; 
209084 Bacteria_16S 
strain LMG 21880 
Firmicutes; Bacil 
209084 Bacteria_16S 
maitriensis strai 
Bacteria; Firmicutes; 
209084 Bacteria_16S 

R-16300 16S ribos 
Bacillales; Bacil 
209084 Bacteria_16S 
R-15447 16S ribos 
Bacillales; Bacil 
209084 Bacteria_16S 
strain SNG49 16S 


209084 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
209084 Bacteria_16S 
strain 75-80 16S 
Proteobacteria; G 
209084 Bacteria_16S 
macmurdoensis str 
macmurdoensis Bac 
209084 Bacteria_16S 
strain R2014 16S 


209084 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 
209084 Bacteria_16S 
balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 
209084 Bacteria_16S 


keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 


lales; 


lales; 


bacillales; 


lales; 


teria; 


1564335 1564288 63 


in NRRL B-24133 16S ribosomal 


1584019 1583976 67 


Planococcaceae; 
1585574 1585531 67 


Planococcaceae; 
1587129 1587086 67 


osomal RNA, partial sequence 
laceae; 


Bacillus. 
1588688 1588645 67 


1604159 1604112 63 


1605696 1605649 63 


1607237 1607190 63 


1610207 1610164 67 


1626746 1626699 63 


1631283 1631240 67 


Bacillaceae; 
1635947 1635904 67 


Bacillales; 
1637409 1637366 67 


omal RNA, partial sequence 
laceae; 


Bacillus. 
1638900 1638857 67 


omal RNA, partial sequence 
laceae; 


Bacillus. 
1640358 1640311 63 


1652586 1652543 67 
Firmicutes; 
1660299 1660236 47 
1661827 1661784 67 

Firmicutes; 


1669487 1669440 63 


1673977 1673930 63 


1675500 1675453 63 


1676999 1676952 63 


Firmicutes; 


eria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


110 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
RNA, partial sequence 1562964 1564361 Amycolatopsis 
; Actinomycetales; Pseudonocardineae; 
110 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 


110 


110 


110 


110 


110 


110 


in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


110 


ruminatorum strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; 


La 
110 


CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Arsenicicoccus. 


110 


110 


n Sl 16S ribosomal RNA, partial sequen 
Planococcaceae; 


110 


110 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; 


Bacilla 
110 


ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


110 


ain CMS 2lw 16S ribosomal RNA, partial 
Bacillales; 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


110 


rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 


110 


n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


110 


Enterococ 


16S ribosomal RNA, partial sequence 1582619 15841 
Viridibacillus. 


gi 


16S ribosomal RNA, partial sequence 1584175 15856 
Viridibacillus. 


gi 


1585730 15872 


gi 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococcaceae; 


gi 


gi 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


gi 


ctobaci 
gi 


gi 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


gi 


Plano 
gi 


1636012 1637452 Bacil 


gi 


1637503 1638932 Bacil 


gi 


1638983 16404 


Stre 
gi 


Ba 
gi 


les; 


1658880 16603 


gi 


Planoco 
gi 


1668114 16695 


gi 


gi 


219878488 
219878487 


219878486 


cus. 
219878475 
quence 
tinomyceta 


219878474 


ococcineae 
219878472 
quence 

; Actinomy 
219878470 
partial se 
llales; St 
219878459 
sequence 
Actinomyce 


219878456 
219878453 
ce 16345 


coccus. 
219878452 


219878451 


219878450 


ptosporang 
219878441 
partial se 
cillaceae; 
219878435 


onaceae; G 
219878434 
sequence 
ccaceae; P 
219878429 


nomycineae 
219878426 
al sequenc 
ae 


’ 


219878425 
sequence 
Actinomyc 


gi 


Actinomyce 


etal 


ref|NR_025627.1 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025614.1 
1602772 160426 
les; Micrococci 


ref|NR_025613.1 
05 Arthrobacter 
; Micrococcacea 
ref|NR_025611.1 

1605856 160731 
cetales; Microc 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025598.1 
1625384 162685 
tales; Micrococc 


ref|NR_025595.1 


ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025589.1 
69 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025580.1 
quence 165119 
Bacillus. 
ref|NR_025574.1 


rimontia. 
ref|NR_025573.1 

1660434 166191 
aenisporosarcin 
ref|NR_025568.1 
; Actinomycetace 
ref|NR_025565.1 
e 1672599 167407 
tales; Pseud 


ref|NR_025564.1 
1674127 167557 
es; Pseudono 


219878424 


24 Viridibacillus 


79 Viridibacillus 


n 


fo} 


a. 


arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 


italicus Bacteria; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Arthrobacter mysorens 


mysorens Bacteria; 
e 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Streptococcus equi 

3 1610272 Streptococcus 
Streptococcus. 
Arsenicicoccus 

0 Arsenicicoccus 
ineae; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Bacillus 
2 1652677 Bacillus 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Sporosarcina 
6 Paenisporosarcina 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


ref|NR_025563.1 


Amycolatopsis 
1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


209084 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


209084 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


209084 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


209084 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


209084 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


209084 Bacteria_16S 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


209084 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


209084 Bacteria_16S 
16S ribosomal RNA, partial sequence 1719990 17214 


strain WAL 14325 
Fusobacteria; Fus 


209084 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


209084 Bacteria_16S 


strain DSM 44222 
Actinobacteria; A 


209084 Bacteria_16S 


strain DSM 44515 
Actinobacteria; A 


209084 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


209084 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


209084 Bacteria_16S 


strain DSM 44494 
Actinobacteria; A 


209084 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


209084 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


209084 Bacteria_16S 
16S ribosomal RNA, partial sequence 1751903 17534 


strain LMG 18422 
Firmicutes; Bacil 


209084 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


209084 Bacteria_16S 


strain SPR2 16S r 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1689120 1689077 67 110 
bosomal RNA, partial sequence 


gi 


lales; Bacillaceae; Bacillus. 


1757999 1757936 47 110 gi 


ibosomal RNA, partial sequence 
ne 


209084 Bacteria_16S 


1684753 16861 


219878415 
1687712 16892 


219878367 


ibosomal RNA, partial sequence 1756574 17580 
ammaproteobacteria; Alteromonadales; Psychromona 
1759506 1759459 63 110 gi| 219878366 


1758120 17596 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


bacterin 


1760974 1760927 63 110 gi 


219878365 


sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 


Brachybacterium. 


1678516 1678469 63 110 gi| 219878423 |ref|NR_025562.1| Amycolatopsis 
n DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
1680037 1679990 63 110 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
1686141 1686098 67 110 gi|219878418|ref|NR_025557.1| Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


ref|NR_025554.1| Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 


lales; Bacillaceae; Bacillus. 
1690692 1690649 67 110 gi|219878414|ref|NR_025553.1| Planococcus 
in M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
tes; Bacillales; Planococcaceae; Planococcus. 
1698440 1698405 75 110 gi| 219878409 |ref|NR_025548.1| Microbacterium 
n CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
1703123 1703080 67 110 gi|219878406|ref|NR_025545.1| Halobacillus 
MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
tes; Bacillales; Bacillaceae; Halobacillus. 
1710688 1710641 63 110 gi|219878401|ref|NR_025540.1| Corynebacterium 
2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
1721370 1721327 67 110 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 


59 Cetobacterium somerae Bacteria; 


obacteriales; Fusobacteriaceae; Cetobacterium. 

1727363 1727316 63 110 gi|219878390|ref|NR_025529.1| Mycobacterium 
DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

1728902 1728855 63 110 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

1730438 1730391 63 110 gi|219878388|ref|NR_025527.1| Mycobacterium agri 
16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

1731951 1731904 63 110 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
n DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

1739563 1739516 63 110 gi| 219878382 |ref|NR_025521.1]| Actinomyces 
in CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

1741126 1741079 63 110 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

1744216 1744169 63 110 gi|219878378|ref|NR_025517.1| Nocardiopsis 

R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 

1745774 1745731 67 110 gi|219878377|ref|NR_025516.1| Streptococcus ratti 

16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

1753299 1753256 67 110 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 

ref|NR_025506.1| Psychromonas profunda 

69 Psychromonas profunda Bacteria; 

daceae; Psychromonas. 

ref|NR_025505.1| Gordonia sihwensis 

18 Gordonia sihwensis Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref|NR_025504.1| Brachybacterium 
1759669 1761073 Brachybacterium 


209084 Bacteria_16S 1762495 1762448 63 110 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

209084 Bacteria_16S 1764017 1763970 63 110 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

209084 Bacteria_16S 1765485 1765442 67 110 gi|219878361|ref|NR_025500.1| Streptococcus 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

209084 Bacteria_16S 1771449 1771402 63 110 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

209084 Bacteria_16S 1782055 1782008 63 110 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 

209084 Bacteria_16S 1790982 1790939 67 110 gi|219878342|ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

209084 Bacteria_16S 1800102 1800055 63 110 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

209084 Bacteria_16S 1803186 1803143 67 110 gi|219878334|ref|NR_025473.1| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

209084 Bacteria_16S 1804753 1804710 67 110 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

209084 Bacteria_16S 1806292 1806245 63 110 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

209084 Bacteria_16S 1807830 1807783 63 110 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
209084 Bacteria_16S 1810883 1810836 63 110 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

209084 Bacteria_16S 1824722 1824679 67 110 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

209084 Bacteria_16S 1832282 1832239 67 110 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 


strain VenChi2 16 
Fusobacteria; Fus 


209084 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


209084 Bacteria_16S 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


209084 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


209084 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


209084 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


209084 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1843028 1842985 67 110 gi 
S ribosomal RNA, partial sequence 


ct 


ibosomal RNA, partial sequence 


209084 Bacteria_16S 


1830898 18324 


er. 


219878307 
1841624 18431 


1870444 18719 


halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Nocardiopsis. 


07 Ilyobacter insuetus Bacteria; 


ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


lales; Bacillaceae; Bacillus. 

1849140 1849093 63 110 gi|219878303|ref|NR_025442.1| Arcanobacterium 
n CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Arcanobacterium. 

1859600 1859553 63 110 gi|219878295|ref|NR_025434.1| Corynebacterium 
in CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

1871855 1871812 67 110 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


lales; Bacillaceae; Geobacillus. 
1874924 1874877 63 110 gi| 219878285 |ref|NR_025424.1| Arthrobacter 
M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
1876399 1876336 47 110 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
ibosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 
1877896 1877849 63 110 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 


1876505 1878009 Nocardiopsis 
Streptosporangineae; 


209084 Bacteria_16S 
vibrioides strain 
vibrioides Bacteria; 


FKBS1 16S ribosomal RNA, 


1881022 1880979 67 


Firmicutes; Clostridia; 


110 


209084 Bacteria_ 


strain DSM 2875 1 


Firmicutes; 
209084 Bacteria_ 
halophila strain 


halophila Bacteri 
Pseudonocardiaceae; 


209084 Bacteria_ 
strain DSM 11713 
Firmicutes; 
209084 Bacteria_ 


psychrotolerans s 
psychrotolerans Bacteria; 


209084 Bacteria_ 


suimastitidis str 
suimastitidis Bac 


Actinomycetaceae; 
209084 Bacteria_ 


marimammalium str 
marimammalium Bac 


Actinomycetaceae; 
209084 Bacteria_ 
strain DSM 12654 
Firmicutes; 
209084 Bacteria_ 


albidoflavus stra 
albidoflavus Bact 


Clostridia; 


Bacil 


Bacil 


16S 1882605 1882558 63 


16S 1887307 1887260 63 


Saccharomonospora. 
16S 1891911 1891868 67 
lales; 
16S 


Bacillaceae; 
1893432 1893389 67 


Firmicutes; 


16S 1902547 1902500 63 


Actinomyces. 
16S 1911248 1911201 63 


Actinomyces. 
16S 1912721 1912678 67 


lales; 
16S 


Planococcaceae; 
1926562 1926515 63 


Pseudonocardiaceae; Amycolatopsis. 


209084 Bacteria_16S 
strain 2674 16S r 
G 
209084 Bacteria_16S 
strain 2693 16S r 
G 


Proteobacteria; 


Proteobacteria; 


strain LMG 18435 
Firmicutes; 
209084 Bacteria_ 
strain LMG 17489 
Firmicutes; 


Microbacterium. 


209084 Bacteria_16S 
spinosispora stra 
spinosispora Bact 
Pseudonocardiaceae; 
209084 Bacteria_16S 


strain CCUG 41706 


Bacil 


Bacil 
209084 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 


1929689 1929626 47 


1931225 1931162 47 


1938730 1938683 63 


Brevibacterium. 


1941698 1941655 67 


lales; 
16S 


Bacillaceae; 
1946407 1946364 67 


lales; Bacillaceae; 


1949434 1949399 75 


1950991 1950944 63 


Pseudonocardia. 
1952557 1952510 63 


1954011 1953964 63 


Corynebacteriaceae; Corynebacterium. 


209084 Bacteria_16S 


strain CF-25 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
209084 Bacteria_16S 


strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
209084 Bacteria_16S 
strain m2661/98/1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 


1958453 1958406 63 
ribosomal RNA, partial 


1960009 1959962 63 
ribosomal RNA, partial 


1961571 1961528 67 


train DSM 11706 16S ribosomal 
Bacillales; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Moritellaceae; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Moritellaceae; 
209084 Bacteria_16S 
paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae; 
209084 Bacteria_16S 


Enterococcaceae; 


110 


110 


110 


110 


110 


ain CCUG 39276 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae; 


110 


ain CCUG 41710 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae; 


110 


110 


in IMSNU 22139 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 


110 


110 


110 


110 


110 


110 


110 


110 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
209084 Bacteria_16S 
auriscanis strain 
auriscanis Bacter 


110 


CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


110 
sequence 


110 
sequence 


110 


gi|219878279 


complete sequence 
Clostridia 


les; 


gi| 219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


gi|219878274 


DSM 44411 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


gi|219878270 


16S ribosomal RNA, partial sequence 1890504 18919 
Bacillus. 


gi| 219878255 


16S ribosomal RNA, partial sequence 1911333 19128 
Ureibacillus. 


gi| 219878244 


gi| 219878242 


1928261 19297 


gi| 219878241 


1929813 19313 


gi|219878236 


n CF 62 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi|219878234 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


gi|219878231 


16S ribosomal RNA, partial sequence 1945009 19464 
Bacillus. 


gi|219878229 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


gi|219878228 


in LM 141 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


219878227 
19511 


gi 


219878226 
sequence 


gi 


gi|219878223 
1957067 19585 


Micrococcineae; 


gi| 219878222 
1958616 19601 


Micrococcineae; 


gi| 219878221 


Vagococcus. 


Veillonel 


ref|NR_025418.1| Propionispora 
1879598 1881131 Propionispora 
laceae; Propionispora. 


inomycetales; 


1 sequence 1909867 19112 
Actinomycetales; 


1 sequence 1925173 19266 
Actinomyceta 


Actinomycetales; 


Actinomyceta 


Actinomycetale 


ref|NR_025417.1 


ref|NR_025413.1 
1885917 188742 
Pseudonoc 


ref |NR_025409.1 


8 


ref |NR_025394.1 
21 Ureibacillus 
ref |NR_025383.1 
4 
les; 
ref |NR_025381.1 
Moritella. 
ref|NR_025380.1 
Moritella. 
ref|NR_025375.1 
1937348 193875 
Micrococ 


ref|NR_025373.1 


ref |NR_025370.1 


ref |NR_025368.1 
1948071 194955 
les; Micrococcin 


ref|NR_025367.1 
1949601 195111 
les; Pseudon 


ref|NR_025366.1 
63 1952590 Actino 
Actinomycetace 
ref|NR_025365.1 

1952641 195404 
s; Corynebac 


ref |NR_025362.1 
65 Arthrobacter 
Micrococcaceae 
ref |NR_025361.1 
16 Arthrobacter 
Micrococcaceae 
NR_025360.1 


ref 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 
Sporomusa. 


Saccharomonospora 
1 Saccharomonospora 


ardineae; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


gi|219878269|ref|NR_025408.1| Bacillus 
RNA, partial sequence 1892040 1893527 Bacillus 
Bacillaceae; Bacillus. 
gi|219878262|ref|NR_025401.1]| Actinomyces 
1 sequence 1901160 1902575 Actinomyces 
Actinomycetales; Actinomycineae; 
gi| 219878256 |ref|NR_025395.1]| Actinomyces 


2 Actinomyces 


Actinomycineae; 


Ureibacillus terrenus 


terrenus Bacteria; 


Amycolatopsis 
6 Amycolatopsis 


Pseudonocardineae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Corynebacterium 

7 Corynebacterium 
terineae; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 


Vagococcus fessus 


1960167 1961603 Vagococcus fessus Bacteria; 


209084 Bacteria_16S 


strain 95Al 16S ribosomal RNA, 


Proteobacteria; 
209084 Bacteria_16S 
strain 581 
Firmicutes; Bacil 
209084 Bacteria_16S 
variabile strain 
variabile Bacteri 


1963085 1963022 47 
complete 


1975049 1975006 67 


16S ribosomal RNA, partial sequence 
lales; 


Planococcaceae; 
2031565 2031518 63 


Corynebacteriaceae; Corynebacterium. 


209084 Bacteria_16S 
smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 
209084 Bacteria_16S 
strain CCUG 35957 


209084 Bacteria_16S 


simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
209084 Bacteria_16S 


burkinensis strain DSM 6283 16S ribosomal RNA, 
Clostridia; 


burkinensis Bacteria; 
209084 Bacteria_16S 
elephantis strain 


elephantis Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
209084 Bacteria_16S 


reticuliscabiei strain CFBP 4531 16S ribosomal 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
209084 Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partia 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
209084 Bacteria_16S 
strain SW-72 16S 
Firmicutes; Bacil 
209084 Bacteria_16S 
pinnipedii strain 


209084 Bacteria_16S 
strain TF-9 16S r 
Firmicutes; Bacil 
209084 Bacteria_16S 
strain HSL-3 16S 
Firmicutes; Bacil 
209084 Bacteria_16S 
strain TF-12 16S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

209084 Bacteria_16S 2126399 2126356 67 110 gi|219857651|ref 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 21265 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

209084 Bacteria_16S 2129423 2129376 63 110 gi|219857649|ref 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 
209084 Bacteria_16S 2130902 2130855 63 110 gi|219857648|ref 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequenc 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Mycobacteriaceae; Mycobacterium. 

209084 Bacteria_16S 2132407 2132360 63 110 gi| 219857647 |ref 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2 


tokaiense Bacteri 
Mycobacteriaceae; 
209084 Bacteria_16S 


a; 


poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 


lales; 
6482 1 
Bacteria; Actinobacteria; 


Mycobacterium; Mycobacte 


ibosoma 
lales; 


ribosomal RNA, 
lales; 


ribosomal RNA, 


Acti 


2034578 2034531 63 


ATCC 19420 16S ribosomal RNA, 
a; Actinobacteria; Actinobacteridae; Actinomycetales 
Mycobacterium. 


2036130 2036083 63 


2037652 2037605 63 


2050156 2050113 67 


Firmicutes; 
2053269 2053222 63 


DSM 44368 16S ribosomal RNA, 


2056297 2056250 63 


2066887 2066840 63 


2091360 2091313 63 


2095995 2095952 67 


Bacillaceae; 


2112751 2112704 63 


2115740 2115697 67 


Planococcaceae; 
2120346 2120303 67 
partial 
Bacillaceae; 
2124843 2124800 67 
partial 


2133910 2133863 63 


1 RNA, partial sequence 


110 
sequence 


Gammaproteobacteria; Pasteurellales; Pa 


110 


Marinibacillus. 


110 


DSM 20132 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales 


110 


110 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


110 


partial 


gi|219878220 
1961654 19631 


ref 


steurellaceae; 
gi|219878212|ref 
1973642 19751 


219878175|ref 


gi 


219878172 
sequence 


gi ref 


219878171 
20347 


gi ref 


Mi 


gi|219878170|ref 


2030195 20 
; Corynebacterineae; 


2033216 20 
; Corynebacterineae; 


53 2036233 Rothi 
crococcaceae; 


NR_025359.1 


NR_025351.1 


NR_025314.1 
3163 


NR_025311.1 
3470 


NR_025310.1 


NR_025309.1 


a 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
Pasteurella. 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Corynebacterium 
0 Corynebacterium 


Mycobacterium 
2 Mycobacterium 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Corynebacterium 


2036284 2037751 Corynebacterium simulans 
Corynebacterineae; Corynebacteriaceae; 
110 gi|219878159|ref|NR_025298.1| Anaeroarcus 
partial sequence 2048758 2050263 Anaeroarcus 
Clostridiales; Veillonellaceae; Anaeroarcus. 
110 gi|219878157|ref|NR_025296.1| Mycobacterium 
partial sequence 2051875 2053391 Mycobacterium 
Actinomycetales; Corynebacterineae; 
110 gi|219878154|ref|NR_025293.1| Streptomyces 
RNA, partial sequence 2054970 2056387 Streptomyces 
Actinomycetales; Streptomycineae; 
110 gi| 219878146 |ref|NR_025285.1| Micrococcus 
2065512 2067008 Micrococcus antarcticus 


110 


110 


ribosomal RNA, partial sequence 
Bacillus. 


110 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetal 
rium tuberculosis complex. 


110 


Planococcus. 
110 
sequence 


Halobacillus. 


110 
sequence 


110 


Micrococ 
219878129|ref 
1 sequence 


gi 


Actinomyce 


gi| 219878125 
2094597 20961 


ref 


219857660|ref 
21113 


Coryneba 


gi 
es; 


gi|219857658 
2114343 21158 


ref 


gi| 219857655 |ref 


2118933 21204 


gi|219857652 
2123444 21249 


ref 


219857646|ref 


gi 


2089993 20914 
Corynebacterineae; 


81 2112761 Mycoba 
Mycobacteriaceae; 


54 Halobacillus 


128040 21294 


e 2129523 21309 


131039 21324 
nobacteria; Actinobacteridae; Actinomycetales 
Mycobacterium. 


cineae; Mic 
NR_025268.1 
3 
tales; 


NR_025264.1 


NR_025249.1 
cterineae; 


NR_025247.1 


NR_025244.1 


NR_025241.1 


NR_025240.1 


NR_025238.1 
7 
; Corynebact 
NR_025237.1 
8 
les; Coryneb 
NR_025236.1 
8 
; Corynebact 


rococcaceae; 


Micrococcus. 
Mycobacterium 
7 Mycobacterium 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Mycobacterium 
cterium pinnipedii 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


NR_025235.1 


Mycobacterium 


2132540 2133989 Mycobacterium 


poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


209084 Bacteria_16S 
strain ATCC 19422 


209084 Bacteria_16S 
strain ATCC 51384 


209084 Bacteria_16S 
strain YIM 90003 


Streptomonospora. 
209084 Bacteria_16S 


strain F829 16S ribosoma 
Actinobacteria; Actinoba 


209084 Bacteria_16S 


strain ATCC 927 16S ribo 
Actinobacteria; Actinoba 


209084 Bacteria_16S 


aetherivorans strain 10b 
aetherivorans Bacteria; 


Nocardiaceae; 
209084 Bacteria_16S 


hongkongensis strain HKU 
hongkongensis Bacteria; 


Actinomycetaceae; 
209084 Bacteria_16S 


strain KMM 3582 16S ribo 
Proteobacteria; Gammapro 


209084 Bacteria_16S 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
209084 Bacteria_16S 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


209084 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


209084 Bacteria_16S 


californiensis strain APO 16S ribosomal RNA, partial sequence 
californiensis Bacteria; 


209084 Bacteria_16S 


strain KS9 16S ribosomal RNA, partial sequence 


16S ribosomal 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


16S ribosomal 
Actinobacteria; Actinoba 


16S rib 
Actinobacteria; Actinoba 


2135423 2135376 63 


2136941 2136894 63 


2158044 2157997 63 


2162515 2162468 63 


2165615 2165568 63 


2174736 2174689 63 


2183862 2183815 63 


2189967 2189904 47 


2195973 2195926 63 


2218654 2218607 63 


2233813 2233766 63 


2238411 2238364 63 


Firmicutes; 
2253611 2253564 63 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


Clostridia; 


110 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


110 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


110 


osomal RNA, partial sequence 2156657 21581 
cteridae; Actinomycetales; 


110 


110 


somal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Corynebacterineae; 


110 


c312 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
Rhodococcus. 


110 


8 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
Actinomyces. 


110 


somal RNA, partial sequence 2188558 21900 
teobacteria; Alteromonadales; Shewanellac 


110 


110 


110 


110 


110 


Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 
strain ATCC 29178 
Firmicutes; 
209084 Bacteria_16S 


strain SK-1 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
209084 Bacteria_16S 


strain NRRL B-23154 16S ribosomal RNA, partial 
Bacillales; 


Firmicutes; 
209084 Bacteria_16S 


Lactobacillales; 


2259760 2259717 67 


2267548 2267505 67 


Bacillaceae; 
2285925 2285882 67 


Bacillaceae; 
2294929 2294866 47 


Bacillus. 


110 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


110 


Geobacillus. 


strain ACEM 9 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


209084 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ribosomal 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 


Tsukamurellaceae; 
209084 Bacteria_16S 


subterraneus strain 34 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
209084 Bacteria_16S 


strain LMG S-19264 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
209084 Bacteria_16S 


2306906 2306859 63 


2313002 2312959 67 


Bacillales; 
2325166 2325119 63 


2328181 2328134 63 


Bacillaceae; 


110 gi| 219857542 
sequence 22845 
110 gi| 219857535 
2293525 22949 
110 gi| 219857525 
RNA, complete sequ 
Actinomy 
110 gi|219857521 
23115 

Geobacillus. 
110 gi| 219857513 
23238 
Cory 


110 


Clostridiales; C 


Streptococcus. 


gi| 219857645 


gi|219857644 


gi| 219857630 


21340 


21355 


ref|NR_025234.1 


ref |NR_025233.1 


ref|NR_025219.1 


Mycobacterium microti 


40 2135523 Mycobacterium microti 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium brumae 


74 2137022 Mycobacterium brumae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


Streptosporangineae; Nocardiopsaceae; 


gi| 219857627 
2161153 21625 


gi| 219857625 


gi|219857619 


gi|219857611 


gi| 219857606 


gi|219857602 


219857587 
22172 


gi 


219857577 
22324 


gi 


gi] 219857574 


gi| 219857564 
2252243 22536 
Streptosporang 
gi| 219857560 
22583 


gi|219857555 
2266147 22676 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_025216.1 


ref|NR_025214.1 
35 Mycobacterium 


ref |NR_025208.1 
2173451 217485 


ref |NR_025200.1 


182453 218387 


is} 


ref|NR_025195.1 
Shewanella. 
NR_025190.1 
194621 219603 


eae; 
ref 


ND 


ref|NR_025175.1 
eae; 
ref|NR_025165.1 
eae; 
ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025148.1 
45 2259880 Strept 


ref|NR_025143.1 


ref |NR_025130.1 
30 2285939 Bacill 
ref|NR_025123.1 
eae; Shewanella. 
ref|NR_025113.1 


ence 230551 
cetales; Coryneb 


ref|NR_025109.1 
80 2313074 Geobac 


ref|NR_025101.1 
67 2325209 Coryne 
nebacterineae; C 


gi| 219857511 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Rhodococcus 
9 Rhodococcus 


Corynebacterineae; 


Actinomyces 
7 Actinomyces 


Actinomycineae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Rhodococcus 
1 Rhodococcus 


Corynebacterineae; 


Mycobacterium lacus 


72 2218741 Mycobacterium lacus Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Gordonia namibiensis 


22 2233905 Gordonia namibiensis Bacteria; 
Gordoniaceae; 


Gordonia. 

Tindallia 

3 Tindallia 

indallia. 

Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Streptococcus iniae 
ococcus iniae Bacteria; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Geobacillus 
illus subterraneus 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


ref|NR_025099.1 


Mycobacterium doricum 


strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


209084 Bacteria_16S 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


’ 


209084 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 


2329574 2329539 75 
n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
2334176 2334129 63 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


110 


110 


gi 
al 
Ac 


gi 
al 
e; 


219857510 


219857507 


ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


sequenc 
tinomyc 


ref|NR_025095.1 
sequence 2332775 233429 
Actinomycetales; Strep 


hes 


Nocardiopsaceae; 
209084 Bacteria_ 


singaporensis str 
singaporensis Bac 


Nocardioidaceae; 
209084 Bacteria_ 


sulfonivorans str 
sulfonivorans Bac 


Nocardiopsis. 
16S 2344650 2344603 63 


Actinopolymorpha. 
16S 2347681 2347634 63 


Micrococcaceae; Arthrobacter. 


209084 Bacteria_ 


methylotrophus st 
methylotrophus Ba 


16S 2349190 2349143 63 


Micrococcaceae; Arthrobacter. 


209084 Bacteria_16S 


strain ATCC49733 
Proteobacteria; 


Firmicutes; 


Anaerobranca. 


209084 Bacteria_16S 
kunsanensis strai 
kunsanensis Bacte 


Nocardiopsaceae; 


209084 Bacteria_16S 
salina strain YIM 
Bacteria; Actinob 


Streptomonospora. 


209084 Bacteria_16S 
W94-11374-1 16S ribosomal RNA, partial 
Lactobacillales; 


didelphis strain 
didelphis Bacteri 


209084 Bacteria_16S 
pyridinivorans st 
pyridinivorans Ba 
Rho 
209084 Bacteria_16S 


Nocardiaceae; 


strain BD-87 16S 
Firmicutes; Bacil 


209084 Bacteria_16S 
6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
209084 Bacteria_16S 


strain AS4.1521 1 


strain KMM 3299 1 
Proteobacteria; 


Bacteria; Firmicu 


209084 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


dichotomicum stra 
dichotomicum Bact 


209084 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


209084 Bacteria_16S 


G 


G 


2364472 2364409 47 


2382594 2382551 67 
lales; Bacillaceae; 
2384109 2384062 63 
2397750 2397703 63 
eria; Firmicutes; 
2402300 2402253 63 


Nocardiopsis. 
2409983 2409936 63 


2417775 2417732 67 


Firmicutes; 
2422396 2422349 63 


a; 


dococcus. 

2426984 2426941 67 
ribosomal RNA, partial 
lales; Planococcaceae; 
2438885 2438838 63 


2443473 2443410 47 


2444988 2444945 67 


tes; Bacillales; 


2451084 2451041 67 


2454161 2454118 67 


Firmicutes; 
2494777 2494730 63 


eria; 


e; Tetrasphaera. 


2497673 2497626 63 


92 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
209084 Bacteria_16S 
gottschalkii stra 
gottschalkii Bact 


Bacillales; 


110 


ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


110 


ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


110 


rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 


110 


110 


ribosomal RNA, partial sequence 
Bacillus. 


in LBS3 16S ribosomal RNA, partial seq 


Clostridia; 


n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 


G07 16S ribosomal RNA, partial sequenc 
Planococcaceae; 


ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


219857498 
sequence 
e; 


gi 


219857496 
uence 
e; 


gi 


219857495 
quence 
ae 


gi 


, 


gi] 219857485 


16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pa 
209084 Bacteria_16S 
strain YKJ-10 16S 
Bacil 
209084 Bacteria_16S 
strain IMMIB D-15 


st 
gi| 219857472 
2381197 23827 


6S ribosomal RNA, partial sequence 2442080 24435 
ammaproteobacteria; Alteromonadales; 
209084 Bacteria_16S 
koreense strain J 


16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae 
209084 Bacteria_16S 
in KCTC 3667 16S ribosomal RNA, partia 


Actinomycet 


Actinomycet 


Actino: 


eurellac 


ref|NR_025086.1 
2343294 234473 
ales; Propio 


ref|NR_025084.1 
2346319 234777 
ales; Microc 


ref|NR_025083.1 

2347826 234928 
mycetales; Micro 
ref|NR_025073.1 


eae. 


ref|NR_025060.1 


Microbacterium 
4 Microbacterium 
cineae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 


coccineae; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


110 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
sequence 2382752 2384208 Nocardia abscessus Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 

110 gi|219857462|ref|NR_025050.1| Anaerobranca 

uence 2396386 2397818 Anaerobranca 
Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
110 gi|219857459|ref|NR_025047.1| Nocardiopsis 
uence 2400924 2402372 Nocardiopsis 
Actinomycetales; Streptosporangineae; 
110 gi|219857454|ref|NR_025042.1| Streptomonospora 
nce 2408577 2410105 Streptomonospora salina 
ales; Streptosporangineae; Nocardiopsaceae; 
110 gi|219857448|ref|NR_025036.1| Streptococcus 
sequence 2416361 2417865 Streptococcus 
Streptococcaceae; Streptococcus. 

110 gi| 219857445 |ref|NR_025033.1| Rhodococcus 

equence 2421026 2422502 Rhodococcus 
ae; Actinomycetales; Corynebacterineae; 

110 gi|219857441|ref|NR_025029.1| Viridibacillus neidei 
sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
Viridibacillus. 

110 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 

44 Nocardia beijingensis Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 

110 gi|219857424|ref|NR_025012.1| Shewanella japonica 

41 Shewanella japonica Bacteria; 
Shewanellaceae; Shewanella. 
110 gi|219857423|ref|NR_025011.1| Planomicrobium 
e 2443592 2445097 Planomicrobium koreense 
Planomicrobium. 
110 gi|219857419|ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 
; Laceyella. 
110 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
l sequence 2452794 2454268 Thermoflavimicrobium 
Thermoactinomycetaceae; Thermoflavimicrobium. 
110 gi|219857387|ref|NR_024975.1| Tetrasphaera 
uence 2493400 2494869 Tetrasphaera 
e; Actinomycetales; Micrococcineae; 
110 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 


strain DNP505 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


2496307 2497779 Rhodococcus koreensis Bacteria; 


209084 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; 


strain VKM Ac-942 


Bacteria; Actinob 


Nocardiopsis. 


209084 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobac 
209084 Bacteria_16S 


pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 


209084 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


strain DSM 12272 
Firmicutes; Clost 


209084 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacill 
209084 Bacteria_16S 
rain DSM 3853 16S ribosomal RNA, parti 
Clostr 


subsp. spizizenii 
subtilis subsp. s 


acidaminophila st 
acidaminophila Ba 


209084 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


209084 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


209084 Bacteria_16S 


strain FI-25796 1 


granulomatis stra 
granulomatis Bact 


209084 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


strain 177 16S ri 
Proteobacteria; G 


strain P925 16S r 
Proteobacteria; G 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


209084 Bacteria_16S 


strain DSM 44262 


mcmeekinii strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


209084 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


209084 Bacteria_16S 


strain CIP 103464 


thomssenii strain 


G 


2502332 2502269 47 110 


2511460 2511413 63 110 
acteria; 


2512968 2512921 63 
7 16S ribosomal 


110 


2514459 2514412 63 
VPCX2 16 
acteria; 


110 


2517487 2517440 63 110 
strain A-6 16S ribosomal RNA, 


2531112 2531069 67 110 


ridia; Clostridiales; 


2551788 2551745 67 110 


2567166 2567123 67 110 
cteria; Firmicutes; Clostridia; 
2590206 2590163 67 110 


bacillales; Enterococcaceae; 
2593359 2593316 67 110 
bacillales; Enterococcaceae; 


2594881 2594834 63 110 


2600933 2600870 47 110 


Proteobacteria; 
2602487 2602424 47 110 
ribosomal RNA, partial sequence 


eria; 


2604041 2603978 47 110 
bosomal RNA, partial sequence 


2605595 2605532 47 110 
ibosomal RNA, partial sequence 


2610196 2610149 63 110 


e; Amycolatopsis. 


2613296 2613249 63 110 


2622593 2622550 67 110 


tes; Bacillales; 
2628743 2628700 67 110 
tes; Bacillales; Bacillaceae; 
2639409 2639346 47 110 


eria; Proteobacteria; 


2640885 2640838 63 110 


2656042 2655995 63 110 


DSM 


ammaproteobacteria; Pasteurellales; 
209084 Bacteria_16S 


ammaproteobacteria; Pasteurellales; 
209084 Bacteria_16S 


ammaproteobacteria; Pasteurellales; 
209084 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
209084 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycet 


gi 


RNA, partial sequence 
teridae; Actinomycetales; 


gi 


S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


gi 


partial 
Bacteria; Actinobacteria; Actinobacter 
Micrococcaceae; Arthrobacter. 
209084 Bacteria_16S 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Enterococ 


gi 


16S ribosomal RNA, partial sequence 
Enterococ 


gi 


gi 


gi 


Stre 


219857381 
25009 
io 
219857370 
25100 
ales; 
219857369 
25115 
pt 
219857368 
nce 25130 
ales; 


219857366 
sequence 


idae; 


219857357 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


cl 
219857343 
partial 
ales; Baci 
219857290 
al sequenc 
id 
219857275 
25888 
cus. 

219857273 
25919 
cus. 

219857272 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
209084 Bacteria_16S 
in ATCC 49244 16S ribosomal RNA, parti 
Gammaproteobacte 


ne 
219857268 
al sequenc 
ria; Paste 
219857267 


2601060 26025 


gi 


Pa 


steurellac 
219857266 


2602614 26041 


gi 


Pa 


steurellac 
219857265 


2604168 26056 


gi 


n N1165 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


Planomi 


gi 


in NN 16S ribosomal RNA, partial seque 
Gracilib 


gi 


in 130Z 16S ribosomal RNA, partial seque 
Gammaproteobacte 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
209084 Bacteria_16S 


gi 


Pa 


steurellac 
219857259 

nce 

Actinomyc 


219857257 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
209084 Bacteria_16S 
S23F2 16S ribosomal RNA, partial sequ 
Planococcaceae; 


donocardin 
219857251 
ence 26212 
crobium. 
219857246 
nce 26273 
acillus. 
219857232 
nce 

ria; Paste 
219857231 
26395 
nebacterin 
219857221 


44276 16S ribosomal RNA, partial sequence 


nellacea 


Stre 


osporang 


Micr 


Acti 


iales; Veill 


bacterin 


ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 

ref|NR_024958.1 
68 2511541 Nocar 
ptosporangineae 


, 


ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref |NR_024956.1 
94 2514560 Xylani 


ococcineae; 


ref|NR_024954.1 
2516115 251756 
nomycetales; Mic 


ref |NR_024945.1 


ref 
sequ 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref|NR_024921.1 
e 2565759 256728 
onellaceae; 

ref |NR_024906.1 
00 2590328 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref |NR_024898.1 


Mannheimia. 
NR_024897.1 


eae; 
ref 


Mannheimia. 
NR_024896.1 


eae; 
ref 


eae; Mannheimia. 
ref |NR_024890.1 

2608828 261032 
etales; Pseudono 


ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024881.1 


ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024860.1 
2637974 263946 
urellales; Paste 


ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024849.1 


d 


Legionella waltersii 
ella waltersii Bacteria; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 
ostridium. 


Bacillus subtilis 
4 2551802 Bacillus 
s. 
Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Planomicrobium 


00 2622680 Planomicrobium mcmeekinii 


Gracilibacillus 
ibacillus halotolerans 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 


2654667 265613 


Corynebacterium 
8 Corynebacterium 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


209084 Bacteria_16S 
erythreum strain 


Nocardioidaceae; 
209084 Bacteria_16S 
strain ATCC 39419 


Kribbella. 
209084 Bacteria_16S 


parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 266503 
parasanguinis ATCC 15912 Bacteria; 


209084 Bacteria_16S 
sanguinis strain 
sanguinis Bacteria; 
209084 Bacteria_16S 
taberi strain DSM 


Saccharopolyspora. 
209084 Bacteria_16S 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Saccharopolyspora. 


Pseudonocardiaceae; 
209084 Bacteria_16S 


2659083 2659036 63 


2660603 2660556 63 


2664936 2664893 67 


2666498 2666455 67 


ATCC 10556 16S ribosomal RNA, 
Firmicutes; 


2667945 2667898 63 


2669460 2669413 63 


2678565 2678518 63 


Firmicutes; 


Lactobacillales; 


110 


NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Aeromicrobium. 


110 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


110 


110 


43856 16S ribosomal RNA, partial sequence 26665 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


110 


strain MS1-3 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


209084 Bacteria_16S 


juripiscarius strain IS40-3 16S ribosomal RNA, 
juripiscarius Bacteria; 


209084 Bacteria_16S 
strain IFM 10088 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


209084 Bacteria_16S 


voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; 


209084 Bacteria_16S 


MA001 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 
209084 Bacteria_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


2680112 2680069 67 

Firmicutes; 
2689064 2689017 63 
2697896 2697853 67 


Firmicutes; 
2699452 2699409 67 


Bacillus. 
2720537 2720490 63 


Nocardiaceae; Nocardia. 


209084 Bacteria_16S 
strain AM31D 16S 
Firmicutes; 
209084 Bacteria_16S 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae 


209084 Bacteria_16S 
strain SM2-1 16S 
Proteobacteria; 

209084 Bacteria_16S 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


schlegeliana Bacteria; 
209084 Bacteria_16S 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; 


Shewanella. 
209084 Bacteria_16S 


strain GTC 854 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
209084 Bacteria_16S 
strain IFO 16295 


209084 Bacteria_16S 


strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


209084 Bacteria_16S 


strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


209084 Bacteria_16S 


weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 


Bacillales; 


2726666 2726623 67 


Bacillaceae; 
2729752 2729709 67 


2734303 2734240 47 


2735793 2735730 47 


Proteobacteria; 
2737283 2737220 47 


Proteobacteria; 
2769918 2769875 67 


Bacillaceae; Baci 


2771435 2771388 63 


2815138 2815091 63 


2834839 2834792 63 


2870308 2870265 67 


Bacillales; 


16S ribosomal RNA, partial sequence 2687699 26891 


110 gi| 219857203 

partial sequence 
Bacillaceae; Lent 
110 gi| 219857197 
110 gi| 219857190 
Bacillales; Bacillaceae; Ano 
110 gi| 219857189 
2698052 2699555 Bacil 
110 gi| 219857175 
sequenc 


110 


ribosomal RNA, partial sequence 
Bacillus. 


110 


110 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


110 


110 


Gammaproteobacteria; 


110 


llus. 
110 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


110 


110 


110 


Lactobacillales; 


partial 
Streptococcaceae; 


gi| 219857218 


219857217 
26592 


gi 


gi|219857214 
s 

219857213 
sequence 


gi 


gi| 219857212 


gi|219857211 


gi| 219857204 
2677198 26786 


gi|219857170 
2725265 27267 


gi|219857168 


gi|219857165 
2732909 27343 

Shewanellac 
gi|219857164 


Alter 


gi|219857163 


Alt 


gi|219857138 
2768556 27700 


gi| 219857137 


gi|219857107 
2813767 28152 


219856901 
28334 


gi 


Pseudonocardineae; 


ref|NR_024846.1 
2657714 265918 


ref |NR_024845.1 


ref|NR_024842.1 
treptococcaceae; 
NR_024841.1 
2665089 266654 
Streptococcus. 
NR_024840.1 


ref |NR_024839.1 

2668117 266958 
es; 
ref |NR_024832.1 
eae; Nocardiacea 
ref |NR_024831.1 

2678696 268021 
ibacillus. 
ref |NR_024825.1 


eae; 
ref |NR_024818.1 

2696496 269800 
xybacillus. 
ref|NR_024817.1 
lus asahii Bacte 


ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


ref |NR_024798.1 


ref|NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref |NR_024793.1 


eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref |NR_024766.1 


ref|NR_024765.1 
eae; Nocardiacea 
ref|NR_024735.1 
09 Tetrasphaera 
; Intrasporangia 
ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 


gi|219856878 


Shewanellaceae; 


Aeromicrobium 
7 Aeromicrobium 


Propionibacterineae; 


Kribbella sandramycini 


38 2660707 Kribbella sandramycini 
Propionibacterineae; 


Nocardioidaceae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Saccharopolyspora 


99 2668066 Saccharopolyspora taberi 
Pseudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


Pseudonocardineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Lentibacillus 
9 Lentibacillus 


Nocardia sienata 


13 Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 
Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


Nocardia 
4 Nocardia 


ebacterineae; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 

Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 

8 Shewanella 
Shewanella. 
Shewanella 

8 Shewanella 
ewanellaceae; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 


ref |NR_024697.1 
286889 


Bacillus 
6 2870426 Bacillus 


weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 


209084 Bacteria_16S 


strain DSM11031 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
209084 Bacteria_16S 


strain IFO15566 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
209084 Bacteria_16S 


2871888 2871845 67 


Bacillaceae; 
2873467 2873424 67 


Bacillaceae; 
2875055 2875012 67 


Bacillus. 


Bacillus. 


110 


110 


110 


gi|219856877 
2870477 28720 


gi| 219856876 
2872057 28735 


gi|219856875 


naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 


naganoensis Bacteria; 
209084 Bacteria_16S 


Firmicutes; 


Bacillales; 
2876630 2876587 67 


110 


Pullulanibacillus. 


gi|219856874 


strain IFO15718 16S ribosomal RNA, partial sequence 2875223 28767 


Firmicutes; 
209084 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
209084 Bacteria_16S 


Bacillales; 


Bacillaceae; 
2878212 2878169 67 


DSM4771 16S ribosomal RNA, 
Firmicutes; 


Bacillales; 
2879778 2879735 67 


IFO15715 16S ribosomal RNA, partial sequence 


Bacillales; 
209084 Bacteria_16S 


strain JCM9731 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
209084 Bacteria_16S 


strain JCM9070 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
209084 Bacteria_16S 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


209084 Bacteria_16S 


cyanogriseus strain IFO 14455 16S ribosomal RNA, partia 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 
Actinoalloteichus. 


Pseudonocardiaceae; 
209084 Bacteria_16S 


saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 


saperdae Bacteria; 
Microbacterium. 
209084 Bacteria_16S 


luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 


luteolum Bacteria; 
Microbacterium. 
209084 Bacteria_16S 


strain 176 16S ribosomal RNA, partial sequence 
Streptococcaceae; 


Firmicutes; 
209084 Bacteria_16S 


strain JaH 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
209084 Bacteria_16S 


Bacillaceae; 


Lactobacillales; 


Bacillus. 
2881344 2881301 67 


Bacillaceae; 
2882895 2882852 67 


Bacillaceae; 


2907052 2907005 63 


2938903 2938856 63 


2958508 2958473 75 


2959969 2959934 75 


2963082 2963039 67 


2984500 2984457 67 


Bacillaceae; 
2986001 2985954 63 


Bacillus. 


Bacillus. 


Bacillus. 


Bacillus. 


110 


gi|219856873 


partial sequence 


Bacillaceae; 


2878366 2879894 Bacillus 


110 


110 


110 


110 


110 


110 


110 


110 


219856872 
gi| 219856871 
2879945 28814 


gi| 219856870 
2881499 28830 


219856852 
29056 


gi 


gi 


n 
219856831 
1 sequence 


gi|219856818 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219856817 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219856815 
2961676 29631 


Streptococcus. 


gi| 219846934 
2983106 29845 


gi| 219846933 


strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 29861 


209084 Bacteria_16S 


wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
209084 Bacteria_16S 
strain IFO 15059 


2987523 2987476 63 


2989049 2989002 63 


110 


110 


gi| 219846932 


Actin 


gi| 219846931 


16S ribosomal RNA, partial sequence 2987680 29891 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


209084 Bacteria_16S 


2990593 2990530 47 


110 


gi| 219846930 


strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 29906 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 


209084 Bacteria_16S 
strain LS-13 16S 


2992129 2992066 47 


110 


ribosomal RNA, partial sequence 


gi| 219846929 
2990709 29921 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 


209084 Bacteria_16S 


2999699 2999656 67 


110 


gi|219846924 


flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 


flavithermus Bacteria; 
209084 Bacteria_16S 


thermoruber strain BT2 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
209084 Bacteria_16S 


Bacillales; 


Firmicutes; 
3002836 3002793 67 


3023909 3023862 63 


Bacillales; 


110 


110 


Bacillaceae; 


Anoxy 
219846922 
30014 
Brevibacillus 
gi| 219846908 


gi 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; 


Gordonia. 


Salimicrobium. 


ebacterineae; 


Actinomycetales; 


ref|NR_024696.1 


ref |NR_024695.1 


ref|NR_024694.1 
2873633 287517 


ref|NR_024693.1 


ref|NR_024692.1 

2876799 287831 
ref|NR_024691.1 
flexus Bacte 


ref|NR_024690.1 


ref|NR_024689.1 


ref|NR_024671.1 
66 2907143 Willia 
Williamsiac 
ref |NR_024650.1 

2937540 293900 
Pseudon 


ref |NR_024637.1 
2957165 295857 
Micrococcin 


ref |NR_024636.1 
2958622 296006 
Micrococcin 


ref|NR_024634.1 
71 Streptococcus 


ref |NR_026526.1 


ref|NR_026525.1 
Nocardiacea 
NR_026524.1 
298615 
omycetales; Cory 


ref 
ref|NR_026523.1 


Gordoniacea 
NR_026522.1 


eae; 
ref 


e; Legionella. 
ref|NR_026521.1 
58 Fluoribacter 
e; Fluoribacter. 
ref|NR_026516.1 

2998293 299981 
bacillus. 
ref|NR_026514.1 
33 3002946 Brevib 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Salimicrobium 
5 Salimicrobium 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Streptococcus porcinus 
porcinus Bacteria; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Brevibacillus 
acillus thermoruber 


ref|NR_026500.1 
3022528 302398 


Gordonia 
4 Gordonia 


209084 Bacteria_16S 3025434 3025391 67 110 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
209084 Bacteria_16S 3034536 3034493 67 110 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 3039141 3039098 67 110 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 
209084 Bacteria_16S 3040637 3040590 63 110 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

209084 Bacteria_16S 3045204 3045157 63 110 gi| 219846892 |ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 


209084 Bacteria_16S 3049839 3049796 67 110 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

209084 Bacteria_16S 3069350 3069315 75 110 gi|219846876|ref|NR_026468.1| Microbacterium 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
209084 Bacteria_16S 3070909 3070866 67 110 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 
209084 Bacteria_16S 3084570 3084527 67 110 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
209084 Bacteria_16S 3088988 3088941 63 110 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 


209084 Bacteria_16S 3093412 3093365 63 EEO. gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

209084 Bacteria_16S 3094929 3094882 63 110 gi|219846859|ref|NR_026451.1| Kocuria palustris 


strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

209084 Bacteria_16S 3098058 3098011 63 110 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
209084 Bacteria_16S 3099511 3099464 63 110 gi| 219846856 |ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

209084 Bacteria_16S 3102434 3102387 63 110 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 
209084 Bacteria_16S 3115972 3115937 75 110 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
209084 Bacteria_16S 3117541 3117478 47 110 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 
209084 Bacteria_16S 3120580 3120533 63 110 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
209084 Bacteria_16S 3133954 3133907 63 110 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

209084 Bacteria_16S 3136977 3136914 47 110 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 
209084 Bacteria_16S 3149016 3148969 63 110 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
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209084 Bacteria_16S 3277919 3277876 67 110 gi|219846736|ref|NR_026328.1| Acetobacterium 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

209084 Bacteria_16S 3279428 3279385 67 110 gi|219846735|ref|NR_026327.1| Acetobacterium 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

209084 Bacteria_16S 3280947 3280904 67 110 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 
strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
209084 Bacteria_16S 3282466 3282423 67 110 gi|219846733|ref|NR_026325.1| Acetobacterium 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 
carbinolicum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 


209084 Bacteria_16S 3283990 3283947 67 110 gi|219846732|ref|NR_026324.1| Acetobacterium 
wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

209084 Bacteria_16S 3285515 3285472 67 110 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
209084 Bacteria_16S 3288558 3288515 67 110 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 

islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 


209084 Bacteria_16S 3311457 3311410 63 110 gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 
209084 Bacteria_16S 3314435 3314388 63 110 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 


vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
209084 Bacteria_16S 3322046 3321999 63 110 gi|219846705|ref|NR_026297.1| Gordonia hirsuta 
strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

209084 Bacteria_16S 3323563 3323520 67 110 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 
209084 Bacteria_16S 3325101 3325054 63 110 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
209084 Bacteria_16S 3326628 3326581 63 110 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
209084 Bacteria_16S 3328149 3328102 63 110 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
209084 Bacteria_16S 3329668 3329621 63 110 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
209084 Bacteria_16S 3331197 3331150 63 110 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
209084 Bacteria_16S 3337210 3337163 63 110 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
209084 Bacteria_16S 3338720 3338673 63 iLO gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
209084 Bacteria_16S 3340232 3340185 63 110 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
209084 Bacteria_16S 3344801 3344754 63 110 gi| 219846688 |ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
209084 Bacteria_16S 3346329 3346282 63 110 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

209084 Bacteria_16S 3379991 3379944 63 110 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

209084 Bacteria_16S 3381519 3381472 63 110 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
209084 Bacteria_16S 3392074 3392031 67 110 gi|219846651|ref|NR_026243.1| Propionigenium maris 
strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 3392140 Propionigenium maris Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 
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strain DSM 2062 1 


6S ribosomal RNA, partial sequence 3393663 33951 


47 Brevibacterium iodinum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
209084 Bacteria_16S 3396556 3396509 63 110 gi|219846648|ref|NR_026240.1 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Promicromonospora. 

209084 Bacteria_16S 3398059 3398012 63 110 gi| 219846647 |ref|NR_026239.1 


strain DSM 43852 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


209084 Bacteria_16S 


strain DSM 20119 


strain DSM 20138 


histidinolovorans 
histidinolovorans 
Micrococcaceae; A 


209084 Bacteria_16S 


strain DSM 20116 
Actinobacteria; A 


209084 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


209084 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


oc 
3399586 3399539 63 110 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


3402647 3402600 63 110 gi 
oc 


3404185 3404138 63 110 gi 
oc 
3405715 3405668 63 110 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
rthrobacter. 


3407242 3407195 63 


ar 
1 
110 gi 
ctinobacteridae; Actinomycetales; Micr 
3417807 3417760 63 110 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 


oc 


ti 
ae 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 


occineae 


219846646 


equence 


Actinomyc 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


209084 Bacteria_16S 


occineae 


219846642 


tial seq 
dae; Act 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 


occineae 


219846633 


al seque 
Actino: 


’ 


3429701 3429638 47 110 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


219846625 


occineae; 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


cineae; Promicromonosporaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


Cellulomonadac 
NR_026238.1 
3398202 339968 


etales; Micrococ 


ref |NR_026236.1 
49 Arthrobacter 
3 Micrococcacea 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref|NR_026225.1 
nce 341641 


mycetales; Actin 


ref |NR_026217.1 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter oxydans 


oxydans Bacteria; 
e: 


Arthrobacter. 
Arthrobacter ilicis 


’ 


ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


v 


Arthrobacter. 
Actinomyces 

6 3417841 Actinomyces 
omycineae; 


Shewanella benthica 


3428293 3429730 Shewanella benthica Bacteria; 


Shewanellaceae; 


Shewanella. 


209084 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


209084 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


209084 Bacteria_16S 


strain DSM 20315 


strain DSM 20032 


strain DSM 20550 


strain DSM 20541 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
209084 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


Micrococcaceae; Arthrobacter. 
209084 Bacteria_16S 


strain DSM 20546 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


209084 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


209084 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


209084 Bacteria_16S 


crystallopoietes 
crystallopoietes 
Micrococcaceae; A 


209084 Bacteria_16S 


strain DSM 20133 
Actinobacteria; A 


209084 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


209084 Bacteria_16S 


strain DSM 43205 
Actinobacteria; A 


209084 Bacteria_16S 


strain DSM43338 
Actinobacteria; A 


209084 Bacteria_16S 


strain DSM 4954 1 
Actinobacteria; A 


209084 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


209084 Bacteria_16S 


strain DSM 3133 1 
Actinobacteria; A 


209084 Bacteria_16S 


3432546 3432499 63 110 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3435352 3435305 63 110 gi 
Cc 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
3453527 3453480 63 


s 
Ac 


qu 
in 
110 gi 
oc 


3455053 3455006 63 110 gi 
oc 


3456582 3456535 63 110 gi 
oc 


3458111 3458064 63 110 gi 
oc 
3459605 3459558 63 110 gi 
ain DSM 20168 16S ribosomal RNA, parti 


teria; Actinobacteria; Actinobacterida 


al 
e; 


3461125 3461078 63 110 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


te 
ae 
3462647 3462600 63 110 gi 
oc 
3464169 3464122 63 110 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 

3465693 3465646 63 


ti 
da 


110 gi 


ctinobacteridae; Actinomycetales; Microc 
3467215 3467168 63 110 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


se 
Ac 


3468737 3468690 63 110 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

3470263 3470216 63 


rt 
id 
110 gi 
ctinobacteridae; Actinomycetales; Micr 
3471783 3471736 63 110 gi 


n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


oc 


s 
A 
3473290 3473243 63 110 gi 
ctinobacteridae; Actinomycetales; Cory 
3474825 3474778 63 110 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3476348 3476301 63 110 gi 


ne 


ne 


ctinobacteridae; Actinomycetales; Coryne 
3477874 3477827 63 110 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 


3488502 3488455 63 


al 
e; 
110 gi 


ctinobacteridae; Actinomycetales; Microc 


219846623 


equence 
tinomyce 


219846620 


ence 
omycetal 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 


occineae 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 


occineae 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 


occineae 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 


occineae 


219846603 


sequenc 


219846602 


sequenc 
Actino: 


’ 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 


occineae 


219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


occineae 


219846598 


quence 
tinomyce 


219846597 


ial sequ 
ae; Acti 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 


occineae 


219846595 


equence 
ctinomyc 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 


bacterin 


219846593 


34734 
bacterin 


219846592 
6S ribosomal RNA, partial sequence 3474975 34764 


bacterin 


219846591 


sequenc 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 


occineae 


3493104 3493057 63 110 gi 


219846581 


chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


Actinomycet 


Actinomycet 


ref|NR_026215.1 
3431175 343257 
tales; Corynebac 


NR_026212.1 
3433993 343537 
es; Corynebacter 


ref|NR_026200.1 


7 Mi 
ref 


crococcaceae 
NR_026199.1 
; Micrococcaceae 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
Micrococcacea 


tale 


ref 
ence 
nomycetales 
ref|NR_026188.1 
48 Arthrobacter 
Micrococcacea 


es; 


ref|NR_026186.1 
eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026184.1 


eae; Nocardiacea 
ref |NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_026176.1 


; Cellulomonadac 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter agilis 


agilis Bacteria; 


v 


Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


, 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


’ 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 


ref|NR_026173.1 
3491744 349320 


Mycobacterium 
9 Mycobacterium 


209084 Bacteria_ 


strain ATCC 5185 


strain NCFB 3026 
Fusobacteria; Fu 


209084 Bacteria_ 


strain DSM 20425 


strain DSM 20145 


testaceum strain 


16S 
6 


3499081 3499034 63 


16S 3500551 3500508 67 


sobacteriales; 


16S 3503472 3503425 63 


16S 3506515 3506480 75 


16S 3508033 3507998 75 


110 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
209084 Bacteria_ 


110 


110 


110 


110 


DSM 20166 16S ribosomal RNA, partial s 


Cetoba 


219846577 

34976 

nomycineae 
219846576 


gi 


gi 


16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriaceae; 


cterium. 


gi|219846574 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_ 


ococcineae 


gi| 219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
209084 Bacteria_ 


occineae 
219846571 
equence 


gi 


testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Microbacterium. 

209084 Bacteria_16S 3509554 3509519 75 110 gi| 219846570 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Microbacteriaceae; Microbacterium. 

209084 Bacteria_16S 3511074 3511039 75 110 gi|219846569 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Microbacterium. 

209084 Bacteria_16S 3512598 3512563 75 110 gi| 219846568 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Microbacterium. 

209084 Bacteria_16S 3535415 3535372 67 110 gi| 219846553 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; 
209084 Bacteria_16S 3536982 3536939 67 110 gi| 219846552 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 35370 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

209084 Bacteria_16S 3538538 3538495 67 110 gi|219846551 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 35386 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

209084 Bacteria_16S 3541681 3541638 67 110 gi|219846549 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 35417 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

209084 Bacteria_16S 3544792 3544749 67 110 gi| 219846547 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 35448 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

209084 Bacteria_16S 3546348 3546305 67 110 gi| 219846546 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 35464 
Bacillales; Bacillaceae; Bacillus. 

209084 Bacteria_16S 3601279 3601236 67 110 gi| 219846506 


strain R91/1468 
Firmicutes; Lact 


209084 Bacteria_ 


hyovaginalis str 
hyovaginalis Bac 
Actinomycetaceae 


209084 Bacteria_ 


hiberniae strain 
hiberniae Bacter 
Mycobacteriaceae 


209084 Bacteria_ 


strain NCIMB 629 
Firmicutes; Baci 


209084 Bacteria_ 


strain NCIMB 149 
Firmicutes; Baci 


209084 Bacteria_ 


strain NCFB 2890 
Firmicutes; 


209084 Bacteria_ 


strain 1066 16S 


Actinobacteria; Actinobac 
209084 Bacteria_ 
komossense strain Ko2 16S ribosomal RNA, partial sequence 


Lacto 


obacillales; 
16S 3602841 3602794 63 
a 
t 
; Actinomyces. 

16S 3608880 3608833 63 


ae 
Mycobacterium. 

16S 3610386 3610343 67 
16S ribo 
llales; Planococcaceae; 
16S 3611868 3611825 67 
3 16S rib 
llales; Planococcaceae; 
16S 3614898 3614855 67 
16S ribo 
bacillal 
16S 
r 


’ 


es; 
3616453 3616406 63 
ibosomal 


16S 3617963 3617916 63 


RNA, partial sequence 
teridae; Actinomycetales; Cory 


110 


in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 


110 


ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


110 


Planococcus. 
110 


osomal RNA, partial sequence 


Planococcus. 
EEO 


110 


110 


Dolosig 


6S ribosomal RNA, partial sequence 3599877 36013 
Carnobacteriaceae; 


ranulum. 

219846505 
1 sequence 
Actinomy 


gi 
v 


219846500 
equence 
inomycet 


gi 


gi| 219846499 


somal RNA, partial sequence 3608971 36104 


219846498 
36104 


gi 


gi| 219846496 


somal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloioc 


occus. 
gi|]219846495 
3615060 36165 
nebacterin 
219846494 


gi 


ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026168.1 
73 Cetobacterium 


ref|NR_026166.1 


, Br 
ref 


evibacteriac 
NR_026164.1 


; Microbacteriac 
ref |NR_026163.1 

3506673 350814 
ales; Micrococci 


, 


6 


les; Mi ° 
NR_026161.1 
3509716 351118 


ales; Micrococci 


ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


NR_026144.1 
88 Bacillus 


ref|NR_026143.1 
44 Bacillus 


ref|NR_026141.1 
87 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref |NR_026138.1 


ref|NR_026098.1 


NR_026097.1 
3601450 360294 
cetales; 


NR_026092.1 
3607525 360892 
ales; Corynebact 


’ 


ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026088.1 
09 Alloiococcus 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 


54 Bacillus cohnii Bacteria; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 

Cetobacterium ceti 
ceti Bacteria; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


eae; Microbacteriaceae; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


mapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 


ref|NR_026086.1 


Mycobacterium 


3616566 3618027 Mycobacterium komossense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


209084 Bacteria_16S 


3619375 3619332 67 110 gi| 219846493 |ref|NR_026085.1 


periodonticum strain EK1-15 16S ribosomal RNA, partial se 


periodonticum Bacteria; 
209084 Bacteria_16S 


Fusobacteria; Fusobacteriales; Fu 
3620756 3620713 67 110 gi|219846492|ref|NR_026084.1 


nucleatum subsp. animalis strain NCTC 12276 16S ribosomal 


Fusobacterium nucleatum subsp. animalis Bacteria; 
Fusobacteriaceae; Fusobacterium. 
3622137 3622094 67 110 gi|219846491|ref|NR_026083.1 
nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, 
nucleatum subsp. fusiforme Bacteria; 


209084 Bacteria_16S 


209084 Bacteria_16S 


Fusobacteria; Fusoba 


subsp. paratuberculosis strain 5617 16S ribosomal RNA, pa 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycob 


209084 Bacteria_16S 


strain 3015 16S ribosomal RNA, partial sequence 


3625094 3625047 63 110 gi|219846489|ref|NR_026081.1 
3623734 3625217 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


209084 Bacteria_16S 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Mycobacterium. 
209084 Bacteria_16S 


3637384 3637337 63 110 gi| 219846481 |ref|NR_026073.1 
strain ATCC 43910 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Mycobacterium. 
209084 Bacteria_16S 


gelidimarina Bacteria; 
209084 Bacteria_16S 


209084 Bacteria_16S 


209084 Bacteria_16S 


209084 Bacteria_16S 


Mycobacterium. 
209084 Bacteria_16S 


sporothermodurans Bacteria; 


209084 Bacteria_16S 


209084 Bacteria_16S 


209084 Bacteria_16S 


putrefaciens Bacteria; 
209084 Bacteria_16S 


Haemophilus. 
209084 Bacteria_16S 


3658834 3658771 47 110 gi|219846466|ref|NR_026058.1 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteri 
3664977 3664930 63 110 gi|219846462|ref|NR_026054.1 
bohemicum strain DSM 44277 16S ribosomal RNA, partial seq 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacteriaceae; Mycobacterium. 
3687727 3687684 67 110 gi| 219846446 |ref|NR_026037.1 
strain GIH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3689244 3689201 67 110 gi| 219846445 |ref|NR_026036.1 
strain VIS 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3722324 3722277 63 110 gi|219846420|ref|NR_026011.1 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


3723886 3723843 67 110 gi|219846419|ref|NR_026010.1 
sporothermodurans strain M215 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacil 
3726836 3726789 63 110 gi|219846417|ref|NR_026008.1 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinomadura. 
3729743 3729696 63 110 gi|219846415|ref|NR_026006.1 
luteofluorescens strain 04745 16S ribosomal RNA, partial 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Thermomonosporaceae; Actinomadura. 
3775824 3775781 67 110 gi|219846380|ref|NR_025971.1 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

3824502 3824439 47 110 gi| 219846347 |ref|NR_025938.1 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; P 
3826033 3825970 47 110 gi|219846346|ref|NR_025937.1 
strain NCTC 3438 16S ribosomal RNA, 


complete sequence 


3686364 36878 


3687881 36893 


quence 3618078 361940 


RNA, partial sequence 


partial sequence 362084 


rtial sequence 362222 


acterium avium complex ( 


Fusobacterium 
8 Fusobacterium 


sobacteriaceae; Fusobacterium. 


Fusobacterium 
3619459 3620789 


Fusobacteria; Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 


cteriales; Fusobacteriaceae; Fusobacterium. 
3623593 3623546 63 110 gi|219846490|ref|NR_026082.1 


Mycobacterium avium 
1 3623683 Mycobacterium 


MAC). 
Mycobacterium simiae 
simiae Bacteria; 


bacterineae; Mycobacteriaceae; Mycobacterium. 
3626639 3626592 63 110 gi|219846488|ref|NR_026080.1 
strain ATCC 35799 16S ribosomal RNA, complete sequence 


Mycobacterium szulgai 


3625268 3626729 Mycobacterium szulgai 
es; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium duvalii 


3636002 3637503 Mycobacterium duvalii 
es; Corynebacterineae; Mycobacteriaceae; 


equence 3657404 365891 


Shewanella 
0 Shewanella 


a; Alteromonadales; Shewanellaceae; Shewanella. 


uence 3663577 366509 
inomycetales; Corynebact 


3720952 3722442 Mycoba 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycobacterium 
cterium hassiacum 


es; Corynebacterineae; Mycobacteriaceae; 


sequence 3722493 372398 
laceae; Bacillus. 


sequence 3725501 372690 
Actinomycetales; Strept 


sequence 3728410 372981 


3774462 377592 


3823071 382454 


3824598 3826078 Avibac 


Bacillus 
9 Bacillus 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Mycoplasma 
7 Mycoplasma 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 
terium volantium 


Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 


209084 Bacteria_16S 


3882166 3882123 67 110 gi|219846308|ref|NR_025898.1 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


3880766 388228 


Thermoanaerobacter 
7 Thermoanaerobacter 


thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 
209084 Bacteria_16S 


3883739 3883696 67 110 gi| 219846307 |ref|NR_025897.1 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 


Thermoanaerobacter brockii subsp. finnii Bacteria; 


Thermoanaerobacterales; 


Thermoanaerobacteraceae; 


388233 


Thermoanaerobacter 
8 3883860 


Firmicutes; Clostridia; 


Thermoanaerobacter. 


209084 Bacteria_ 


okeanokoites stra 
okeanokoites Bacteria; 


209084 Bacteria_ 
strain DSS12 16S 
Proteobacteria; 

209084 Bacteria_ 


strain DSK1 16S r 


Proteobacteria; 
209084 Bacteria_ 


IAM 12464 16S ribosomal RNA, partial sequence 
Bacil 


Bacillales; 
209084 Bacteria_ 


strain GS5-97 16S 
Bacil 


Firmicutes; 
209084 Bacteria_ 


lipolyticum strain M37 16S ribosomal RNA, partial sequenc 
Proteob 


Bacteria; 
209084 Bacteria_ 


chungwhensis stra 
chungwhensis Bacteria; 


209084 Bacteria_ 


strain CM2104 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


209084 Bacteria_ 


strain SW-120 16S 


Proteobacteria; 
209084 Bacteria_ 


strain SW-117 16S 


Proteobacteria; 
209084 Bacteria_ 


cosmeticum strain 
cosmeticum Bacter 


Mycobacteriaceae; 
209084 Bacteria_ 


R-7190 16S ribosomal RNA, partial sequence 
Bacil 


Bacillales; 
209084 Bacteria_ 


strain R-6540 16S 
Bacil 


Firmicutes; 
209084 Bacteria_ 


stackebrandtii strain K22-03 16S ribosomal RNA, partial 
stackebrandtii Bacteria; 
209084 Bacteria_16S 
vulcanalis strain 


Bacteria; 


Micrococcaceae; Citricoccus. 

209084 Bacteria_16S 4062341 4062294 63 110 gi|219846178|ref|NR_025768.1 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
209084 Bacteria_16S 4063869 4063822 63 110 gi| 219846177 |ref|NR_025767.1 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 406399 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

209084 Bacteria_16S 4074476 4074429 63 110 gi|219846170|ref|NR_025760.1 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 407456 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacteriaceae; Mycobacterium. 

209084 Bacteria_16S 4075964 4075917 63 110 gi|219846169|ref|NR_025759.1 


strain AS 4.1860 


strain GB8-1 16S 
Firmicutes; 


Clost 
209084 Bacteria_16S 
strain HD9 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


16S 3960691 3960648 67 110 gi 
laceae; Bacillus. 
16S 3994509 3994466 67 110 

ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


16S 4003456 4003393 47 110 


gi 


gi 


acteria; Gammaproteobacteria; Vibriona 
16S 4004987 4004944 67 110 gi 
in BH030062 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacillac 
4012493 4012446 63 110 gi 
ribosomal RNA, partial sequence 


16S 


Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 4030718 4030655 47 110 gi| 219846203 |ref|NR_025793.1 
ribosomal RNA, partial sequence 4029306 40308 

Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 4039824 4039777 63 110 gi| 219846197 |ref|NR_025787.1 
LTA-388 16S ribosomal RNA, partial sequence 4038441 403994 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacterium. 

16S 4041379 4041336 67 110 gi|219846196|ref|NR_025786.1 


laceae; Bacillus. 
16S 4042837 4042794 67 110 

ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
16S 4044369 4044326 67 110 


gi 


gi 


Planoc 
gi 


Firmicutes; Bacillales; 
4048948 4048905 67 110 


4054834 4054787 63 110 
ribosomal RNA, partial sequence 


gi 


4059363 4059316 63 110 gi 
rain YIM 70010 16S ribosomal RNA, part 


4086760 4086713 63 110 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
4110689 4110642 63 110 gi 


gi 


3951843 39533 
Gammaproteobacteria; Alteromonadales; Mor 
219846252 
3959295 39607 


219846229 
3993148 39945 


219846223 


le 
219846222 
s 
eae; 
219846215 
4011119 40125 


4039998 4041459 Bacil 


219846195 
4041510 40429 


219846191 


oc 
219846188 
CsHg2 16S ribosomal RNA, partial sequen 
Firmicutes; Bacillales; Alicyclobacillaceae; 
209084 Bacteria_16S 
strain JC1078 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 
alkalitolerans st 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae 


Al 
219846184 
4053509 40 
oc 
219846181 
ia 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
209084 Bacteria_16S 


ne 
219846162 
4085324 40868 
ea 


16S 3931247 3931204 67 110 gi|219846274|ref|NR_025864.1 
in IFO 12536 16S ribosomal RNA, partial sequence 3929851 393132 
Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
16S 3951717 3951654 47 110 gi|219846258|ref|NR_025848.1 
ribosomal RNA, partial sequence 3950287 39517 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
16S 3953275 3953212 47 110 gi| 219846257 |ref|NR_025847.1 


Moritella. 
NR_025842.1 


itellaceae; 


ref 


ref |NR_025819.1 


ref |NR_025813.1 
40020 


Vibri 


e 
Ss; onaceae; Photob 
ref|NR_025812.1 

4003594 400502 
Pontibacillus. 


ref|NR_025805.1 


equence 


lus fordii Bacte 


ref|NR_025785.1 


ref|NR_025781.1 
4042976 404443 
Planococcus. 
ref|NR_025778.1 
47566 4049023 Alicyc 
obacillus. 
ref|NR_025774.1 


equence 
caceae; 


ce 40 
icycl 


549 
occineae; Intrasporangia 
ref|NR_025771.1 
1 sequence 4057969 405944 


; Actinomycetales; Micro 


Nocardiacea 
NR_025752.1 


bacterineae; 
ref 


e; Syntrophomonas. 


219846145 
4109294 4110810 Kribbella jejuensis Bacteria; 


77 Bacillus firmus Bacteria; 


46 4003543 Photob 
acterium. 


Planomicrobium 
2 Planomicrobium 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Bacillus firmus strain 
Firmicutes; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Photobacterium 
acterium lipolyticum 


Pontibacillus 
0 Pontibacillus 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ococcineae; Intrasporangiaceae; Janibacter. 
16S 4029168 4029105 47 110 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Alicyclobacillus 
lobacillus vulcanalis 


Serinicoccus marinus 


29 Serinicoccus marinus Bacteria; 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 
coccineae; 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Mycobacterium 

2 Mycobacterium 
cterineae; 


Mycobacterium 
2 Mycobacterium 


ynebacterineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


ref|NR_025735.1 


Kribbella jejuensis 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 


209084 Bacteria_16S 
strain DSA1 16S ribosomal 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
209084 Bacteria_16S 
permense strain VKM Ac-22 


permense Bacteria 
Brevibacterium. 


209084 Bacteria_16S 


strain W4937 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
209084 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


209084 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


209084 Bacteria_16S 


strain KMM 3637 1 
KMM 3905 16S ribo 
Actinobacteridae; 


campisalis strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


209084 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


209084 Bacteria_16S 
train Met 79 16S ribosomal RNA, partial 
Clostridia; 


nitratireducens s 
nitratireducens B 


209084 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


strain CA15-8 16S 


salicampi strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


4112255 4112208 63 


4113795 4113748 63 
80 16S 


4116701 4116654 63 
ribosomal RNA, partial 


4118271 4118228 67 
ibosomal 
bacillales; 


4119784 4119741 67 
bosomal 
icutes; 
4121349 4121302 63 


4125969 4125922 63 


4131985 4131942 67 
SF-57 
tes; Bacillales; 


4133557 4133514 67 


lales; Bacillaceae; 
4172120 4172077 67 


bacillales; 
4173644 4173601 67 


acteria; Firmicutes; 
4179792 4179729 47 


4200938 4200891 63 


4210004 4209961 67 
tes; Bacillales; 
4213065 4213022 67 
bosomal RNA, 


lales; Bacillaceae; 


209084 Bacteria_16S 


4217688 4217641 63 


RNA, partial sequence 


ribosomal RNA, 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


RNA, partial sequence 
Streptococcaceae; 


RNA, partial sequence 
Entomoplasmatales; 


complete sequence 
Geobacillus. 


110 gi|219846144|ref|NR_025734.1| Kribbella solani 
4110861 4112376 Kribbella solani Bacteria; 
Nocardioidaceae; Kribbella. 
110 gi|219846142|ref|NR_025732.1| Brevibacterium 
partial sequence 4112427 4113885 Brevibacterium 


110 


sequence 


110 


110 


110 


6S ribosomal RNA, partial sequence 4119951 41 
Actinobacteria; Actinoba 
209084 Bacteria_16S 


110 


somal RNA, partial sequence 4124587 4126026 Ko 
Actinomycetales; Micrococcineae; Micrococcaceae; 
209084 Bacteria_16S 


110 


16S ribosomal RNA, partial sequence 41 
Planococcaceae; 


110 


S ribosomal RNA, partial sequence 
Halobacillus. 


110 


S ribosomal RNA, partial sequence 
Enterococcaceae; 


110 


110 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
209084 Bacteria_16S 


110 


SF-20 16S ribosomal RNA, partial sequence 
Bacillaceae; 


110 


110 


Streptococcus. 


Entomoplasmataceae; 


Micrococcineae; Brevibacteriaceae; 
gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
4115405 4116807 Rhodococcus gordoniae Bacteria; 


gi|219846 
4116858 41 


139 


gi|219846138 


4118405 41 
219846 


gi 137 


gi| 219846133 


gi|219846126 


gi|219846125 


4132144 41336 


gi| 219846099 


4170715 41722 
Vagococcus. 


gi| 219846098 


gi| 219846094 


6S ribosomal RNA, partial sequence 4178357 41798 
ammaproteobacteria; Alteromonadales; 
209084 Bacteria_16S 


gi|219846075 


4199561 42010 


gi|219846069 


gi|219846067 


4211641 42131 


gi| 219846063 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 


209084 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


209084 Bacteria_16S 


strain M175 16S r 


marimammalium str 


marimammalium Bacteria; 
209084 Bacteria_16S 


strain C3H-21 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 
ferrireducens strain PAL-1 16S ribosomal RNA, 
ferrireducens Bacteria; 
209084 Bacteria_16S 


4222294 4222251 67 


laceae; Anaerobacillus. 
4234330 4234283 63 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
209084 Bacteria_16S 
ain M54/01/1 16S ribosomal RNA, partial 
Lactobacillales; 


4243319 4243276 67 


Firmicutes; 
4244847 4244800 63 


110 


110 


110 


110 


ribosomal RNA, partial sequence 


93468 93426 68 
Deferribacteres; 


142472 142430 68 


110 


110 


complete 
Deferribacterales; 


gi|219846060 


4220889 4222400 Bacillus 


gi|219846046 


4232932 42344 


gi| 219846040 


gi|219722939 


4243475 42448 
ococcineae 


265679001 
sequence 


gi 


gi| 265678968 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 


succinoxidans Bacteria; 


Desulfuromusa. 


209084 Bacteria_16S 


Proteobacteria; 


143956 143914 68 


Deltaproteobacteria; 


110 


strain Kysw2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 


gi| 265678967 


183 


199 


214 


cteridae; Actinomycetales; Micrococcineae; 


305 
Marinibacillus. 


sequence 4 
Clostridiales; 


42085 
Lentibacillus. 


Actinomycetales; 


sequence 
Streptococcaceae; 


Deferribacteraceae; 


Desulfuromonadales; 


ref|NR_025729.1 
54 Streptococcus 


ref|NR_025728.1 


ref|NR_025727.1 


ref|NR_025723.1 
Kocuria. 
ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025715.1 
65 Halobacillus 


ref |NR_025689.1 


ref|NR_025688.1 
172278 417374 
Eubacteriaceae; 


ref |NR_025684.1 


Shewanella. 
ref|NR_025665.1 
31 Arthrobacter 
Micrococcaceae 
ref|NR_025659.1 
91 4210111 Lentib 


ref|NR_025657.1 


ref|NR_025653.1 

4216320 421777 
Strepto 
ref|NR_025650.1 
macyae Bacte 


ref|NR_025636.1 
22 Mycobacterium 
Mycobacteri 
ref|NR_025630.1 
4241925 424342 
Streptococ 
ref|NR_024571.1 
; Dermabacterace 
ref |NR_029309.1 

92051 93594 
G 
ref |NR_029276.1 

141109 142543 


Nocardiaceae; 


Rhodococcus. 
Streptococcus minor 
minor Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 
Mesoplasma. 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 
Brevibacteriaceae; 


Brevibacterium. 
Kocuria marina strain 


curia marina Bacteria; Actinobacteria; 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 
Shewanellaceae; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Lentibacillus 
acillus salicampi 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Bacillus macyae strain 
ria; Firmicutes; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Streptococcus 
4 Streptococcus 
cus. 

Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Geovibrio 
Geovibrio 
eovibrio. 
Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


ref|NR_029275.1 


Desulfuromusa kysingii 


142594 144031 Desulfuromusa kysingii Bacteria; 


209084 Bacteria_16S 
strain 6VI 16S ri 
Clost 
209084 Bacteria_16S 
acetylenicus stra 
acetylenicus Bact 


Firmicutes; 


Pelobacter. 


209084 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


209084 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


209084 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


209084 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


209084 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


209084 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


209084 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


209084 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


209084 Bacteria_16S 


PB90-1 16S riboso: 
Opitutae; Opituta 


209084 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


209084 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


209084 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


209084 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


209084 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


209084 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


209084 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


209084 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


209084 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


209084 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


183487 183445 68 110 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
200395 200353 68 110 gi 
in WoAcyl 16S ribosomal RNA, partial s 


gi 


209084 Bacteria_16S 


265678941 
182124 18361 
Clostridiu 
265678930 
equence 


limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 


ref|NR_029249.1 
m. 
ref|NR_029238.1 

198985 200521 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Pelobacter 
Pelobacter 


1254345 125584 


eria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 

225075 225033 68 110 gi|265678913|ref|NR_029221.1| Peptococcus niger 
16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
ridia; Clostridiales; Peptococcaceae; Peptococcus. 

263004 262962 68 110 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
ain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
teria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 

Rubrobacter. 

281161 281119 68 110 gi|265678873|ref|NR_029179.1| Geobacter 
rain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 

285780 285738 68 110 gi|265678870|ref|NR_029176.1| Desulfobulbus 
in M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 

346877 346835 68 110 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
osomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
lales; Paenibacillaceae; Brevibacillus. 

348346 348304 68 110 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
in Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

543791 543749 68 110 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
osomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacterales; Deferribacteraceae; Deferribacter. 

568266 568224 68 110 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
6S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
ubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

696994 696948 64 110 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
mal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
les; Opitutaceae; Opitutus. 

802711 802669 68 110 gi|265678511|ref|NR_028814.1| Thermaerobacter 
in C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

860498 860456 68 110 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
osomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

907557 907515 68 FLO gi|265678440|ref|NR_028742.1| Desulforhopalus 
ain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

927773 927731 68 110 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
in LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

936982 936940 68 110 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
osomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
eltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

1000223 1000157 44 110 gi| 265678378 |ref|NR_028680.1| Thiomicrospira 
Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1003239 1003202 73 110 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
ibosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

1059540 1059498 68 110 gi| 265678338 |ref|NR_028640.1| Deferribacter 
ain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

1150051 1150009 68 110 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacterales; Deferribacteraceae; Geovibrio. 

1196969 1196927 68 110 gi|228715574|ref|NR_027535.1| Denitrovibrio 
2809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
eferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 
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Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Streptococcus canis 
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209084 Bacteria_16S 3532410 3532373 73 110 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

209084 Bacteria_16S 3631368 3631326 68 110 gi|219846485|ref|NR_026077.1| Geobacter pelophilus 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 3631435 Geobacter pelophilus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

209084 Bacteria_16S 3632893 3632851 68 110 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
strain Dfrl 16S ribosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

209084 Bacteria_16S 3678715 3678673 68 110 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

209084 Bacteria_16S 3719274 3719208 44 110 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

209084 Bacteria_16S 3762473 3762431 68 110 gi|219846391|ref|NR_025982.1| Geobacter chapelleii 
strain 172 16S ribosomal RNA, partial sequence 3761076 3762547 Geobacter chapelleii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

209084 Bacteria_16S 3774339 3774297 68 110 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
209084 Bacteria_16S 3804544 3804507 73 110 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
strain 18323 16S ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

209084 Bacteria_16S 3807572 3807535 73 110 gi|219846358|ref|NR_025949.1| Bordetella 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
209084 Bacteria_16S 3816833 3816767 44 110 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

209084 Bacteria_16S 3886847 3886805 68 110 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

209084 Bacteria_16S 4459 4422 73 110 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

209084 Bacteria_16S 5927 5890 73 110 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

209084 Bacteria_16S 7388 7351 73 110 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

209084 Bacteria_16S 8846 8809 73 110 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

209084 Bacteria_16S 17898 17861 73 110 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

209084 Bacteria_16S 24057 24020 73 110 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 25646 25609 73 110 gi| 265679047 |ref|NR_029355.1]| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 27121 27084 73 110 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 36193 36156 73 110 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

209084 Bacteria_16S 37676 37639 73 110 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

209084 Bacteria_16S 39081 39044 73 110 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
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Clostridium. 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


209084 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


209084 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


209084 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


209084 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


209084 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


209084 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


209084 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Pr 


Methylococcaceae; 


209084 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


209084 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


209084 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


209084 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


209084 Bacteria_16S 


argentinense stra 
argentinense Bact 


209084 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


209084 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


209084 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


209084 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


209084 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


209084 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


209084 Bacteria_16S 


strain Benl02 16S 
Proteobacteria; A 


209084 Bacteria_16S 


strain Benl104 16S 
Proteobacteria; A 


209084 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


209084 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


209084 Bacteria_16S 


168455 168418 73 

omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
169979 169942 73 110 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
171455 171418 73 110 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
174473 174436 73 110 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
178975 178938 73 110 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
191248 191211 73 110 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
194268 194231 73 110 gi 
in 1521 of Whittenbury 16S ribosomal R 


110 gi 


Vibri 
gi 


Vibri 
gi 


Methylobacter. 
195779 195742 73 110 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
197289 197252 73 110 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
198756 198719 73 110 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
201965 201928 73 110 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
208175 208138 73 110 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
209729 209692 73 110 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
211280 211243 73 110 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
212836 212799 73 110 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
223564 223527 73 110 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
234050 234013 73 110 gi 
n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


249667 249630 73 110 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


251142 251105 73 110 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
252624 252587 73 110 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
254099 254062 73 110 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


gi 


255597 255560 73 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
260077 260040 73 110 gi 


110 gi 


167046 168502 Vibri 


168553 16998 


170036 17150 


173054 174520 Vibri 


189853 19130 


195893 19735 


200572 20203 


211461 21296 


222148 22363 


249819 25124 


251300 25272 


254252 255652 Afipi 


265678951 


265678950 


onaceae; V 
265678949 


onaceae; V 
265678947 


rio. 
265678944 
17756 
omonadacea 
265678936 


ethylococc 
265678934 
NA, partia 


265678933 
ence 19438 
occales; M 
265678932 


ethylococc 
265678931 
uence 

diales; Cl 
265678929 


mily XI. I 
265678924 
al sequenc 
iales; Clo 
265678923 
20835 
idiaceae; 
265678922 
1 sequence 
iales; Clo 
265678921 


Clostridiu 
265678914 


onaceae; V 
265678907 
uence 

ia; Rhodob 


265678896 
al sequenc 
acteria; N 


265678895 


hodobacter 
265678894 


hodobacter 
265678893 
quence 

ia; Rhodob 
265678892 


ipia. 


ref 
o mi 


ref 


ibri 
ref 
ibri 
ref 
oO £i 


ref 


e; 
ref 


acea 
ref 
1 se 


oteobacteria; Gammaproteobacteria; 


ref 


ethy 
ref 


acea 
ref 


ostr 
ref 


ncer 
ref 


stri 
ref 


Clos 
ref 


stri 
ref 


m. 
ref 


ibri 
ref 


acte 
ref 

eiss 

ref 


acea 
ref 


acea 
ref 


acte 


ref 
a br 


265678889 


ref 


lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 


4 179023 Aeromo 
Aeromonas. 


5 195842 Methy 


197405 19893 


e 206801 20830 


5 209857 Clost 


209908 21141 


232719 23418 


252777 25420 


NR_029259.1 
micus Bacter 


NR_029258.1 


oO. 
NR_029257.1 


oO. 
NR_029255.1 
scheri Bacte 


NR_029252.1 


NR_029244.1 


e; Methylomi 
NR_029242.1 
quence 


NR_029241.1 
1 


lococcaceae; 
NR_029240.1 


e; Methylomi 
NR_029239.1 
4 
idiaceae; Cl 
NR_029237.1 


tae Sedis; H 
NR_029232.1 
4 
diaceae; Clo 
NR_029231.1 
xr 
tridium. 
NR_029230.1 
0 
diaceae; Clo 
NR_029229.1 


NR_029222.1 


oO. 
NR_029215.1 
4 
Oo. 


rales; Rhod 


NR_029204.1 


e 248268 249768 


eriales; Nei 
NR_029203.1 


e; Amaricocc 
NR_029202.1 


e; Amaricocc 
NR_029201.1 
1 
rales; Rhodo 
NR_029200.1 
oomeae Bacte 


Vibrio mimicus strain 
ia; Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Aeromonas punctata 
nas punctata Bacteria; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Clostridium 
Clostridium 
ostridium. 
Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Clostridium 
Clostridium 
stridium. 
Clostridium sporogenes 
idium sporogenes 


Clostridium 

Clostridium 
stridium. 

Clostridium baratii 


8 Clostridium baratii Bacteria; 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Rhodobacter 
Rhodobacter 
bacteraceae; 


Microvirgula 
Microvirgula 


sseriaceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


NR_029197.1 
258782 


Ruegeria 
260120 Ruegeria 


lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Ruegeria. 


209084 Bacteria_16S 


strain 166 16S ri 


Tenericutes; Moll 


209084 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


209084 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


209084 Bacteria_16S 


strain W 1471 16S 
Firmicutes; 


strain ATCC 23391 
Tenericutes; Moll 


209084 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


209084 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


209084 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


209084 Bacteria_16S 


berkhoffii 
berkhoffii 


subsp. 
subsp. 


209084 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


209084 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


209084 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


209084 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


209084 Bacteria_16S 


strain MB312 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
209084 Bacteria_16S 


strain 941 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
209084 Bacteria_16S 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
209084 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


209084 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


209084 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


209084 Bacteria_16S 


Clost 
209084 Bacteria_16S 


261474 261437 73 110 
bosomal RNA, partial sequence 


gi 


273566 273529 73 

mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
275135 275098 73 110 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
276654 276617 73 110 gi 
bosomal RNA, partial sequence 


110 gi 
Rhizobi 
gi 


279684 279647 73 110 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
282641 282604 73 110 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
288692 288655 73 110 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
296429 296392 73 110 gi 


psilonproteobacteria; Campylobacterale 
310104 310067 73 110 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Rumino 
314680 314643 73 110 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
319098 319061 73 110 gi 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
323703 323666 73 110 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
340844 340807 73 110 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
345312 345275 73 110 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
351232 351195 73 110 gi 
ia; Rhodobacterales; Rhodobacteraceae; 
352688 352651 73 110 gi 
ribosomal RNA, partial sequence 
Rhodo. 
354149 354112 73 110 gi 
bosomal RNA, partial sequence 
Hypho: 
355608 355571 73 110 gi 
ribosomal RNA, partial sequence 
Hypho: 
358491 358454 73 110 gi 
ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


364562 364525 73 110 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
366025 365988 73 110 gi 
osomal RNA, partial sequence 
Rhodobacterales; R 
370553 370516 73 110 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


371998 371961 73 110 gi 


260171 26154 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
209084 Bacteria_16S 
CFN 42 16S riboso: 
Alphaproteobacter 
209084 Bacteria_16S 
strain S-16 16S r 


272240 273697 Rhizo 
273748 27524 
275297 27676 


psilonproteobacteria; Campylobacterale 


281272 28276 


6S ribosomal RNA, partial sequence 295056 29653 


322285 32381 


339450 34088 


343905 34542 


somal RNA, partial sequence 349928 351312 Parac 


351363 35277 


352821 35423 


354284 35569 


364736 36609 


265678887 


biaceae; R 
265678878 


um/Agrobac 
265678877 


265678876 


s; Helicob 
265678874 
27832 


265678872 


Eubacteriu 
265678868 
28734 


265678863 


s; Helicob 
265678854 
30877 
coccaceae; 
265678851 
31331 
idiaceae; 
265678848 
ial sequen 
bacteria; 
265678845 


ae; Haloth 
265678831 


cus. 
265678828 


illus. 
265678824 


Paracoccu 
265678823 


biaceae; R 
265678821 


microbiace 
265678820 


microbiace 
265678816 
partial se 
eria; Rhod 


265678812 
ence 36326 
terales; C 
265678811 


hodobacter 
265678808 
quence 


eria; Ocea 


ref|NR_029195.1 
hizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029183.1 


ref |NR_029182.1 
1 Helicobacter 
acteraceae; Heli 
ref|NR_029180.1 
1 279763 Mycopl 
ref|NR_029178.1 
m. 
ref|NR_029174.1 
1 288773 Mycopl 


ref|NR_029169.1 
6 Helicobacter 
acteraceae; Heli 
ref|NR_029160.1 
4 310144 Rumino 
Ruminococcus. 
ref|NR_029157.1 
5 314767 Clostr 
Clostridium. 
ref|NR_029153.1 
ce 317746 319177 
Rhizobiales; Bar 
ref|NR_029150.1 


thrix. 
NR_029136.1 


ermo 
ref 


ref|NR_029133.1 
3 Lactobacillus 


ref 

occu 

Ss. 
ref 


NR_029129.1 
s kocurii Ba 


NR_029128.1 


bium. 
NR_029126.1 


hodo 
ref 


ae; 
ref 


Rhodoplanes 
NR_029125.1 


ae; 
ref 

quen 

obac 


Rhodoplanes 
NR_029121.1 
ce 357208 
terales; Rho 


v 


ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029116.1 
9 Salipiger 


aceae; Salipige 


irillal 


265678807 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Mycoplasma gateae 
asma gateae Bacteria; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Ruminococcus callidus 
coccus callidus 


Clostridium botulinum 
idium botulinum A 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Lactobacillus pentosus 
pentosus Bacteria; 


Paracoccus kocurii 
cteria; Proteobacteria; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Salipiger mucosus 


mucosus Bacteria; 


Halomonas 
Halomonas 
alomonadaceae; 


ref|NR_029112.1 
370665 372098 


Pseudovibrio 
Pseudovibrio 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Pseudovibrio. 
209084 Bacteria_16S 
delbrueckii subsp. 
Lactobacillus. 
209084 Bacteria_16S 
lavamentivorans s 
lavamentivorans B 
Parvibaculum. 
209084 Bacteria_16S 
strain PL7HG1 16S 


209084 Bacteria_16S 
strain OK2 16S ri 
Proteobacteria; G 
209084 Bacteria_16S 
effusa strain AP1 
Bacteria; Proteob 
209084 Bacteria_16S 
asymbiotica subsp 


Enterobacteriales; 


381141 381104 73 
indicus strain NCC725 16S ribosomal 
Lactobacillus delbrueckii subsp. 


382642 382605 73 
train DS-1 16S ribosomal RNA, 
acteria; Proteobacteria; Alphaproteoba 


384156 384119 73 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
385739 385702 73 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
387301 387264 73 
03 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; 
401081 401044 73 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriaceae; 


110 gi 


indicu 
110 


gi 
partial 


110 gi 
Brady 


110 gi 


110 gi 
sequence 
Xanthomo 


110 gi 


austral 
Photorhabdus. 


s Bacteria; 


382807 38428 


384340 38587 


265678801 
RNA, parti 


265678800 
sequence 
cteria; Rh 
265678799 


rhizobiace 
265678798 


seudomonad 
265678797 

38592 
nadales; S 
265678788 


ref 
als 


Firmicutes; 


ref 


izob 


ref 


ae; 
ref 


acea 
ref 


inob 
ref 
rtia 


381306 3 


1 387397 Hydro 


NR_029106.1 
equence 
Lactobacil 


NR_029105.1 
82756 
iales; Phyll 
NR_029104.1 


Bradyrhizobi 
NR_029103.1 


e; Pseudomon 
NR_029102.1 
ic 


acteraceae; 
NR_029093.1 
1 sequence 


lales; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Parvibaculum 
Parvibaculum 


obacteriaceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Photorhabdus 
399669 401215 


is Bacteria; Proteobacteria; Gammaproteobacteria; 


209084 Bacteria_16S 411940 411903 73 110 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

209084 Bacteria_16S 413540 413503 73 110 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

209084 Bacteria_16S 415144 415107 73 110 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

209084 Bacteria_16S 416675 416638 73 110 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
209084 Bacteria_16S 418167 418130 73 110 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
209084 Bacteria_16S 419660 419623 73 110 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

209084 Bacteria_16S 432013 431976 73 110 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

209084 Bacteria_16S 435176 435139 73 110 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

209084 Bacteria_16S 439818 439781 73 110 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

209084 Bacteria_16S 445943 445906 73 110 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

209084 Bacteria_16S 447472 447435 73 110 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

209084 Bacteria_16S 449004 448967 73 110 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

209084 Bacteria_16S 458295 458258 73 110 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

209084 Bacteria_16S 459747 459710 73 110 gi| 265678745 |ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 


palleroniana Bact 
Pseudomonas. 
209084 Bacteria_16S 


eria; 


464257 464220 73 


Proteobacteria; 


Gammaproteobacte 


110 gi 


ria; 


265678742 


Pseudomon 


ref 


rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 


adales; Pseu 


NR_029047.1 


domonadaceae; 


Ancylobacter 


462905 464361 Ancylobacter 


209084 Bacteria_16S 


strain AU476 16S 


465766 465729 73 110 
ribosomal RNA, partial sequence 


gi 


464412 46582 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


209084 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


Alphaproteobacter 


209084 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


209084 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


209084 Bacteria_16S 
s strain BA-2 16S ribosomal RNA, 


bajacaliforniensi 
bajacaliforniensi 


209084 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


ushuaiensis strai 
Bacteria; Proteob 


209084 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


strain R65 16S ri 
Proteobacteria; G 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


209084 Bacteria_16S 


coryniformis subs 


Lactobacillaceae; 


209084 Bacteria_16S 
m strain DSM 15388 16S ribosomal RNA, 
Gammaprote 


marinisedimentoru 
marinisedimentoru 


209084 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


209084 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


209084 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


209084 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
209084 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


209084 Bacteria_16S 
BI 114 16S ribosomal RNA, partial sequ 


variabile strain 
Bacteria; Firmicu 


209084 Bacteria_16S 
train KMM 3635 16S ribosomal RNA, part 
Gammaproteoba 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


209084 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


209084 Bacteria_16S 


471844 471807 73 110 


477884 477847 73 110 


Rhodobacterales; 
482570 482533 73 


ia; 
110 
teria; Proteobacteria; 
484077 484040 73 110 
train sr15 16S ribosomal RNA, 
acteria; Synergistetes; 
485608 485571 73 110 
s Bacteria; Spirochaetes; 
487201 487164 73 
RNA, partial sequence 


110 


488772 488735 73 110 
n Ul 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; 


491905 491868 73 110 


493412 493375 73 110 
bosomal RNA, partial sequence 


504186 504149 73 110 
ain R-9477 16S ribosomal RNA, 


508841 508804 73 110 


Lactobacillus. 

516250 516213 73 110 
m Bacteria; Proteobacteria; 
517813 517776 73 
thracensis strain 39-8 16S 


110 


Enterobacteriaceae; 
519378 519341 73 


v 


110 


Photorhabdus. 

528567 528530 73 110 
G 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; 
530096 530059 73 110 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 

537683 537646 73 110 
osomal RNA, partial sequence 


e; 


540726 540689 73 110 


tes; Clostridia; Clostridiales; 
548333 548296 73 110 
acteria; Proteobacteria; 


551517 551480 73 110 


teria; Firmicutes; 
556037 556000 73 


110 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
209084 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
209084 Bacteria_16S 


gi 


gi 


476563 478023 Parac 
Rhodobacteraceae; 


gi 


ain Ben 117 16S ribosomal RNA, partial 
Betaproteobacte 


gi 


partial 
Synergistia; 


Ss 
gi 
compl 


Spirochaetal 


gi 


485792 487320 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
209084 Bacteria_16S 


gi 
sequen 


Oceanosp 


gi 


490502 49197 


gi 


492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 
209084 Bacteria_16S 


gi 


partial 
teria; Proteobacteria; Alphaproteobact 


gi 


p. torquens strain 30 16S ribosomal RNA, 


Lactobacillus coryniformis subsp. torquens Bacteria; 


gi 


gi 


ribosomal 
Photorhabdus luminescens subsp. thracen 
Photorhabdus. 


gi 


» kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


gi 


sequence 
Pseudomo 


gi 


528726 53019 
Deinoco 


gi 


536318 53780 
psilonproteobacteria; Nautiliales; Nau 


gi 


Rumino 
gi 


gi 


ain KU-3 16S ribosomal RNA, partial se 
Lactobacillales; 


La 
gi 


470446 47199 


265678741 


Rhodospiri 
265678737 


seudomonad 
265678733 


Paracoccu 
265678730 
sequence 
ria; Rhodo 


265678729 
sequence 

ynergistal 
265678728 
ete sequen 
es; Spiroc 
265678727 


265678726 
ce 48737 
irillales; 
265678724 


Halomonad 
265678723 


265678716 
sequence 
eria; Rhod 


265678713 
complet 


265678708 
partial se 
obacteria; 
265678707 
RNA, comp 


265678706 


265678700 

52719 
nadales; M 
265678699 


ccaceae; D 
265678694 


tiliaceae; 
265678692 
ence 53938 
coccaceae; 
265678687 
ial sequen 
cteria; Al 


265678685 
quence 
ctobacilla 


Firmicutes; 


ref 
quen 
Rei 
ref 
lete 


NR_029013.1 
ce 514864 
nekea. 
NR_029012.1 
sequence 


ref|NR_029011.1 
sequence 517982 
cteria; Enteroba 


ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref|NR_029004.1 


einococcus. 
ref|NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref |NR_028997.1 
4 540811 Subdol 


ref|NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref |NR_028990.1 
550095 551652 
ceae; Lactobacil 


265678682 


Subdoligranulum. 


ref|NR_029046.1| Inquilinus limosus 
9 Inquilinus limosus Bacteria; 
llaceae; Inquilinus. 
ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 
Ss. 
ref |NR_029035.1| Quatrionicoccus 
481171 482647 Quatrionicoccus 
cyclales; Rhodocyclaceae; 
ref |NR_029034.1| Dethiosulfovibrio 
482698 484170 Dethiosulfovibrio 
es; Synergistaceae; Dethiosulfovibrio. 
ref |NR_029033.1| Spirochaeta 
ce 484221 485741 Spirochaeta 
haetaceae; Spirochaeta. 
ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 
ref|NR_029031.1| Marinomonas 
1 488866 Marinomonas ushuaiensis 
Marinomonas. 
ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 
aceae; Halomonas. 
ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
aceae; Marinobacter. 
ref|NR_029021.1] Loktanella 
502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029018.1| Lactobacillus 
e sequence 507410 508930 


Lactobacillales; 


Reinekea 
516365 Reinekea 


Photorhabdus 
516416 517931 


sis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Caminibacter profundus 


profundus Bacteria; 


Subdoligranulum 
igranulum variabile 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Lactobacillus 
Lactobacillus 
lus. 


ref |NR_028987.1 


Pseudomonas trivialis 


strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


209084 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


209084 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


209084 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


209084 Bacteria_16S 


albertensis strai 


557579 557542 73 110 gi 
ammaproteobacteria; Pseudomonadales; P 
559123 559086 73 110 gi 


ammaproteobacteria; Pseudomonadales; P 
562171 562134 73 110 gi 
ain 170-96 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


563745 563708 73 110 gi 
n DSM 14366 16S ribosomal RNA, partial 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


265678681 


seudomonad 
265678680 


seudomonad 
265678678 
sequence 

eria; Rhod 


265678677 
sequence 


ref|NR_028986.1 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028985.1 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


aceae; Pseudomon 
ref |NR_028983.1 

560822 562307 
ospirillales; Ac 


ref|NR_028982.1 
562358 563851 


as. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Acidithiobacillus 
Acidithiobacillus 


albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 

209084 Bacteria_16S 572780 572743 73 110 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

209084 Bacteria_16S 575784 575747 73 110 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

209084 Bacteria_16S 578767 578730 73 110 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

209084 Bacteria_16S 584733 584696 73 110 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

209084 Bacteria_16S 587759 587722 73 110 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

209084 Bacteria_16S 590717 590680 73 110 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 595307 595270 73 110 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

209084 Bacteria_16S 598237 598200 73 110 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
strain BCH 16S ribosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

209084 Bacteria_16S 605779 605742 73 110 gi| 265678648 |ref|NR_028953.1| Saccharospirillum 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 
Saccharospirillum. 

209084 Bacteria_16S 611942 611905 73 110 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

209084 Bacteria_16S 613530 613493 73 110 gi| 265678643 |ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

209084 Bacteria_16S 616613 616576 73 110 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

209084 Bacteria_16S 621118 621081 73 110 gi|265678638|ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
209084 Bacteria_16S 628743 628706 73 110 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M1l 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

209084 Bacteria_16S 630220 630183 73 110 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

209084 Bacteria_16S 639361 639324 73 110 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
209084 Bacteria_16S 640924 640887 73 110 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

209084 Bacteria_16S 645590 645553 73 110 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 


40M4T 16S ribosom 
Gammaproteobacter 


al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


644174 645732 Vibrio lentus Bacteria; 


Proteobacteria; 


209084 Bacteria_16S 650181 650144 73 110 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

209084 Bacteria_16S 653046 653009 73 110 gi|265678615|ref|NR_028920.1]| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 654506 654469 73 110 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

209084 Bacteria_16S 656012 655975 73 110 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

209084 Bacteria_16S 660522 660485 73 110 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

209084 Bacteria_16S 663516 663479 73 110 gi|265678607|ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

209084 Bacteria_16S 665075 665038 73 110 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

209084 Bacteria_16S 668135 668098 73 110 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
209084 Bacteria_16S 677295 677258 73 110 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

209084 Bacteria_16S 678852 678815 73 110 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

209084 Bacteria_16S 680296 680259 73 110 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
209084 Bacteria_16S 684652 684615 73 110 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 


strain CK74 16S r 


ibosomal RNA, partial sequence 


683287 68472 


3 Clostridium acidisoli Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 690849 690812 73 110 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 

strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

209084 Bacteria_16S 692401 692364 73 110 gi|265678588|ref|NR_028893.1| Buttiauxella 

warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 

warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

Buttiauxella. 

209084 Bacteria_16S 698420 698383 73 110 gi| 265678584 |ref|NR_028889.1| Brevundimonas 

aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 

Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

209084 Bacteria_16S 704357 704320 73 110 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 

strain ThSch 12 16S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 

209084 Bacteria_16S 710088 710051 73 110 gi| 265678576 |ref|NR_028881.1| Aliivibrio wodanis 

strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

209084 Bacteria_16S 717840 717803 73 110 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 

strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

209084 Bacteria_16S 722484 722447 73 110 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 

strain XINach 16S ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

209084 Bacteria_16S 724070 724033 73 110 gi|265678566|ref|NR_028870.1| Photorhabdus 

luminescens subsp. laumondii strain TTO1 16S ribosomal RNA, partial sequence 722663 724202 
Photorhabdus luminescens subsp. laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 

Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

209084 Bacteria_16S 725653 725616 73 110 gi| 265678565 |ref|NR_028869.1| Photorhabdus 

luminescens subsp. akhurstii strain FRGO4 16S ribosomal RNA, partial sequence 724253 725774 
Photorhabdus luminescens subsp. akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 

Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

209084 Bacteria_16S 733268 733231 73 110 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 


6611 16S ribosoma 


1 RNA, partial sequence 


Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 


731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 


209084 Bacteria_16S 
halophila strain 
Bacteria; 
209084 Bacteria_16S 
histaminiformans 
histaminiformans 
209084 Bacteria_16S 
strain MDA5527 16 


734690 734653 73 


736226 736189 73 


Firmicutes; 
742394 742357 73 


110 
4270 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Clostridia; 
110 
S ribosomal RNA, partial sequence 


gi 


Chromati 
110 
strain MR2 16S ribosomal RNA, 
Bacteria; 


gi 
partial 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


209084 Bacteria_16S 


743886 743849 73 


110 
strain 3-p 16S ribosomal RNA, partial sequence 


gi 


742578 74395 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


209084 Bacteria_16S 


209084 Bacteria_16S 


209084 Bacteria_16S 


Proteobacteria; 
209084 Bacteria_16S 


tjernbergiae Bacteria; 
Acinetobacter. 
209084 Bacteria_16S 
strain AB1110 16S 
Proteobacteria; 
209084 Bacteria_16S 


746766 746729 73 


748141 748104 73 


749516 749479 73 


750891 750854 73 
Proteobacteria; 


752266 752229 73 


753641 753604 73 


strain B2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
209084 Bacteria_16S 


Bacteria; 
209084 Bacteria_16S 
strain SW-45 16S 
Proteobacteria; 

209084 Bacteria_16S 


Gammaproteobacteria; 


755082 755045 


73 


764221 764184 73 


768783 768746 73 


strain J1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


209084 Bacteria_16S 
VR1 16S ribosomal RNA, 


770347 770310 73 
partial sequence 


110 
strain 4N13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
110 
strain 9A01 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
110 
strain 4B02 16S ribosomal RNA, partial sequence 


110 

ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
1 


Pseudomonadales; 
110 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 75371 
Proteobacteria; Gammaproteobacteria; 


Alteromonadales; 
110 


Rhizobiales; 
110 
768965 770424 Vibri 


gi 


745469 74679 


gi 


746844 74816 


gi 


748219 74954 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
110 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


gi 


gi 


752344 75366 
Moraxellace 


gi 


Cardiobacteriales; 
110 
ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


gi 


767437 76891 
Hyphomicrobiace 


gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


209084 Bacteria_16S 
strain Uedal07 16 
Proteobacteria; 
209084 Bacteria_16S 


mediterranea Bacteria; 
Pseudomonas. 
209084 Bacteria_16S 


Proteobacteria; 
209084 Bacteria_16S 
strain ASpGl1 16S 
Spirochaetes; Spi 
209084 Bacteria_16S 
strain CCBAU 7190 


209084 Bacteria_16S 


Tenericutes; Moll 
209084 Bacteria_16S 
jannaschii strain 
Bacteria; 
209084 Bacteria_16S 


771876 771839 73 


785813 785776 73 
Proteobacteria; 


788841 788804 73 


793475 793438 73 


Spirochaetaceae; 


794918 794881 73 


804235 804198 73 


813437 813400 73 


814956 814919 73 


110 

S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
110 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


110 
strain M39 16S ribosomal RNA, partial sequence 


gi 


gi 


gi 


787469 78896 
Gammaproteobacteria; Thiotrichales; Pis 
110 
ribosomal RNA, partial sequence 
rochaetales; 


gi 


gi 


gi 


802889 80433 
icutes; Mycoplasmataceae; Mycoplasma. 
110 
ALM2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi 


Chromatiales; 
110 


gi 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; 
209084 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; 
110 
strain 12993 16S ribosomal RNA, partial sequence 


819422 819385 73 


Thiotric 
gi 


Clostridiales; 


741046 74252 


750969 75229 


762839 76433 
Alteromonad 


770475 77198 


792094 79356 
Spirochaeta. 

110 
B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
110 
strain PG14 16S ribosomal RNA, partial sequence 


265678559 
73331 
ales; Chro 
265678558 
sequence 

265678553 


Acetobacte 
265678551 


Rhodospiri 
265678549 
265678548 


265678547 


265678546 
Pseud 


265678545 


265678544 


265678543 


265678537 


265678534 


265678533 


265678532 


seudomonad 
265678522 


Pseud 
265678520 


ciricketts 
265678517 


265678516 
79361 

R 

265678510 


265678504 
81203 
Ecto 
265678503 
e 81355 
hales; Pis 
265678500 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028862.1 

734793 736329 
Veillonellaceae 
ref |NR_028857.1 


raceae; Roseomon 
ref |NR_028855.1 


llaceae; Rhodoci 
ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref|NR_028850.1 

749594 750918 
omonadales; Mora: 


ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref|NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028838.1 


ae; Devosia. 
ref |NR_028837.1 
o ruber Bacteria 
ref |NR_028836.1 
aceae; Cellvibri 
ref |NR_028826.1 


784432 785869 
omonadales; Pseu 


ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref |NR_028820.1 


ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028813.1 


ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Allisonella 

Allisonella 
; Allisonella. 

Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Acinetobacter tandoii 
tandoii Bacteria; 
Ds 
Acinetobacter gerneri 
gerneri Bacteria; 
fy 
Acinetobacter bouvetii 
bouvetii Bacteria; 
Ls 
Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 
ar) 

Acinetobacter baylyi 
baylyi Bacteria; 
r. 

Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Vibrio ruber strain 
; Proteobacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


0. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Thioalkalimicrobium 
kalimicrobium cyclicum 
; Thioalkalimicrobium. 


ref|NR_028803.1 


Kluyvera cryocrescens 


818049 819507 Kluyvera cryocrescens Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


209084 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


209084 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


209084 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


209084 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


209084 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


209084 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


209084 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


209084 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


209084 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


209084 Bacteria_16S 


marinus subsp. pa 


Prochlorococcus marinus subsp. pastoris 


Prochlorococcacea 


209084 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


209084 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


209084 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


209084 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


209084 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


209084 Bacteria_16S 


salivarius strain 
salivarius Bacter 


209084 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


209084 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


209084 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


209084 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


209084 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


209084 Bacteria_16S 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 


820927 820890 73 110 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
822438 822401 73 110 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
842344 842307 73 110 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
845406 845369 73 110 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
848446 848409 73 110 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
866571 866534 73 110 gi 
ain PCE-M2 16S ribosomal RNA, partial 

teria; Proteobacteria; Epsilonproteoba 
868133 868096 73 110 gi 
ammaproteobacteria; Xanthomonadales; X 
871166 871129 73 110 gi 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


872644 872607 73 110 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
879946 879909 73 110 gi 
storis strain PCC 9511 16S ribosomal R 


Prochlorococcus. 

901410 901373 73 110 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
902946 902909 73 110 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


e; 


904455 904418 73 110 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
929217 929180 73 110 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930700 930663 73 110 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
933859 933822 73 110 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
935451 935414 73 110 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
938474 938437 73 110 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
957092 957055 73 110 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


961722 961685 
16S ribosomal RNA, 
ammaproteobacteria; 


73 110 gi 
complete sequence 
Pseudomonadales; P 
972480 972443 73 110 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
981477 981440 73 gi 


, 


110 


265678499 


819558 82101 


Enterobac 
265678498 


821061 82256 


seudomonad 
265678485 
nce 84098 
irillales; 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 


Enterobac 
265678481 
nce 84713 
terales; R 
265678468 
sequence 
cteria; Ca 


265678467 


16S ribosomal RNA, partial sequence 866725 86827 


anthomonad 
265678465 

uence 

ria; 


Rhizo 


265678464 
sequence 
ria; Rhodo 


265678459 
NA, partia 


265678444 
e 90001 
hales; Pis 
265678443 
quence 
eria; Chro 
265678442 
e 90307 
lales; Leg 
265678426 
nce 92790 
terales; R 
265678425 


929371 93083 


hodobacter 
265678423 
uence 

bacillacea 
265678422 
e 93405 
brionales; 
265678420 
uence 

Alteromo 


, 


265678408 
sequence 
acteria; R 
265678404 
96032 
seudomonad 
265678396 
97110 
obacterale 
265678390 


ref|NR_028802.1 


teri 
ref 


aceae; Kluyv 
NR_028801.1 


aceae; Pseudomon 
ref |NR_028788.1 
1 842417 Marino 
Marinospirillu 
ref |NR_028786.1 


teriaceae; Samso 
ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref|NR_028771.1 

865186 866674 
mpylobacterales; 


ref|NR_028770.1 
aceae; Xanthomon 
ref|NR_028768.1 
869838 871263 
biales; Bradyrhi 


ref|NR_028767.1 
871314 872760 
spirillales; Ace 


ref 
1 se 


NR_028762.1 
quence 


ref |NR_028746.1 
3 901506 Thioal 
cirickettsiacea 
ref|NR_028745.1 
901557 903021 
matiales; Ectoth 


ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref |NR_028727.1 
aceae; Ruegeria. 
ref|NR_028725.1 

932436 934005 
e; Lactobacillu 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028722.1 

937095 938588 
nadales; Pseudoa 


n 


ref |NR_028710.1 
955748 957207 
hizobiales; Phyl 


ref|NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028698.1 
0 972566 Campyl 
s; Campylobacter 


e: 


’ 


ref|NR_028692.1 


aceae; 


Kluyvera intermedia 
0 Kluyvera intermedia Bacteria; 
era. 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
as. 


Marinospirillum 


spirillum alkaliphilum 
m. 
Samsonia erythrinae 
2 Samsonia erythrinae Bacteria; 
nia. 


Paracoccus 


ccus kondratievae 


Paracoccus. 
Sulfurospirillum 
Sulfurospirillum 

Campylobacteraceae; 


Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
as. 


Bradyrhizobium 
Bradyrhizobium 


zobiaceae; 


Gluconacetobacter 
Gluconacetobacter 


tobacteraceae; 


Prochlorococcus 
878614 880078 


Bacteria; Cyanobacteria; Prochlorales; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 


Thioalkalivibrio 
Thioalkalivibrio 


iorhodospiraceae; 


Legionella gresilensis 
ella gresilensis 
ionella. 


Roseovarius 


arius nubinhibens 


Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Lactobacillus 
Lactobacillus 


Bacteriovorax 


iovorax litoralis 
eae; 


Bacteriovorax. 
Pseudoalteromonas 
Pseudoalteromonas 


1lteromonadaceae; 


Pseudaminobacter 
Pseudaminobacter 


lobacteriaceae; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Campylobacter lanienae 
obacter lanienae 
Campylobacter. 


Sulfurospirillum 


980099 981569 Sulfurospirillum barnesii 


209084 Bacteria_16S 
strain BARC318 16 
Tenericutes; Mollicutes; 
209084 Bacteria_16S 
subsp. socranskii 
socranskii subsp. 
209084 Bacteria_16S 
strain CDC 2970-5 
Bacteria; Proteobacteria; 
209084 Bacteria_16S 
strain 167 16S ribosomal 
Proteobacteria; 
209084 Bacteria_16S 
strain I-75 16S r 
Proteobacteria; 
209084 Bacteria_16S 
hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 
209084 Bacteria_16S 


acter. 


Bacteria; Proteobacteria; 
209084 Bacteria_16S 
strain JB-A2 16S 
Proteobacteria; 

209084 Bacteria_16S 
strain ATCC 33433 
Proteobacteria; 
209084 Bacteria_16S 
strain GPll 16S r 
Proteobacteria; 
209084 Bacteria_16S 
199/55 16S ribosomal RNA, 
Gammaproteobacteria; 
209084 Bacteria_16S 
strain Ne 11 16S 
Proteobacteria; 

209084 Bacteria_16S 
L-3 16S ribosomal 
Gammaproteobacteria; 
209084 Bacteria_16S 
strain SH22623 16 


209084 Bacteria_16S 


Bacteria; Proteobacteria; 
209084 Bacteria_16S 
satsumensis strai 
satsumensis Bacteria; 
209084 Bacteria_16S 

insulare strain K 
Bacteria; Proteobacteria; 
209084 Bacteria_16S 
autotrophica stra 


Sulfurimonas. 
209084 Bacteria_16S 
rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 
209084 Bacteria_16S 
primoryensis stra 
primoryensis Bacteria; 
209084 Bacteria_16S 

strain KMM 1406 1 
Proteobacteria; 
209084 Bacteria_16S 
strain W1-2B 16S 


209084 Bacteria_16S 


983011 982974 73 
S ribosomal RNA, 


984603 984566 73 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; 


989320 989283 73 


998682 998645 73 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 
Thiotric 
1001714 1001677 73 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pis 
1004710 1004673 73 
16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
1013766 1013729 73 
ibosomal 
Gammaproteobacteria; 
1015262 1015225 73 


Pseudomonadales; 
1016758 1016721 73 
ribosoma 
Gammaproteobacteria; 
1018255 1018218 73 
RNA, partial sequence 
Pseudomonadales; 
1025970 1025933 73 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
1030502 1030465 73 
thermophila strain I78 16S ribosomal RNA, partial seque 
Thiotric 
1033588 1033551 73 
n NRIC 0604 16S ribosomal RNA, partial 
Firmicutes; 
1052011 1051974 73 
16S ribosomal RNA, partial sequence 
Oceanosp 
1054940 1054903 73 
in OK10 16S ribosomal RNA, partial sequence 
autotrophica Bacteria; Proteobacteria; Epsilonproteobac 


1057951 1057914 73 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobacteria; 


1065641 1065604 73 
in KMM 3633 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacte 
1067095 1067058 73 
6S ribosomal RNA, partial sequence 1065751 10671 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
1070030 1069993 73 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
1071546 1071509 73 


110 
Entomoplasmatales; 
110 
110 
Gammaproteobacteria; 
110 


RNA, partial sequence 


110 


110 
Firmicutes; Clostridia; 


110 


Gammaproteobacteria; 
110 


110 
110 


RNA, partial sequence 


110 
partial sequence 


110 
1 RNA, partial sequence 


110 


110 


110 


Gammaproteobacteria; 
110 


Lactobacillales; 
110 


Gammaproteobacteria; 
110 


110 


110 


110 


110 


110 


Spirochaetes; 
987740 987703 73 
9 16S ribosomal RNA, partial sequence 


Pseudomonadales; 


Pseudomonadales; 


gi 


complete sequence 981620 98314 
Entomoplasmataceae; 


gi 


gi 


Enterobacteriales; 


gi 


987916 98944 
Gammaproteobacteria; Enterobacteriales; 
990900 990863 73 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
995556 995519 73 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; 


gi 


989496 99101 


gi 


Clos 


gi 


gi 


1000320 10017 


gi 
gi 
10 


gi 


1013897 1015342 Morax 
Moraxellaceae; 


gi 


1015393 10168 
Moraxellace 


gi 


1016889 1018335 Morax 
Moraxellaceae; 


gi 


1024681 10260 


gi 


gi 


Lactobacillace 


gi 


gi 


gi 


gi 


gi 


gi 


1068707 10701 


gi 


Sp 


Moraxellace 


Mo 


Mo 


265678389 


E 
265678388 


irochaetal 
265678386 
98633 


265678385 


Enterobac 
265678384 


Enterobac 
265678381 
al sequenc 
tridiales; 


265678379 
99729 
hales; Pis 
265678377 


ciricketts 
265678375 

10033 
Enterobac 
265678369 
12401 10138 


265678368 


raxella. 
265678367 


265678366 


raxella. 
265678361 


R 
265678358 
nce 10291 
hales; Pis 
265678356 
sequence 


265678343 
10506 

irillales; 

265678341 


teria; 
265678339 
al sequenc 
Rhiz 
265678334 
sequence 
ria; Ocean 
265678333 
265678331 


aulobacter 


artial seq 


ref 


ref 


es; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


ae; 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


ref 


265678330 


1 Entomoplasma 
ntomoplasma. 


uenc 


6 987865 Citro 
Enterobacteriac 


teri 


teri 


e 994185 99565 
Clo 


52 1004810 Kluyv 


teri Kluyvera. 


ella 


ella 


Cir 


1032165 10337 


31 1052062 Marin 


Marinospirillum. 


1053566 10550 
Campylobacterales; 


NR_028691.1 
NR_028690.1 
e 98319 


NR_028688.1 


NR_028687.1 


aceae; 
NR_028686.1 


aceae; 

NR_028683.1 
2 
stridiales 


NR_028681.1 


1 998749 Thiomi 
cirickettsiaceae 


NR_028679.1 


ae; Thiomic 
NR_028677.1 


aceae; 
NR_028671.1 


Moraxella. 
NR_028670.1 
ovis Bacte 
NR_028669.1 
Moraxella. 
NR_028668.1 
NR_028663.1 


NR_028660.1 


05 1030582 Thiomi 
ckettsiaceae 


NR_028658.1 
2 
Lactobacill 
NR_028645.1 


NR_028643.1 
0 


NR_028641.1 


2 
Spirochaetac 


b 


F 


r 


e 


r 


bovis Bacte 


u 


oO 


Entomoplasma freundtii 


freundtii Bacteria; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
citro 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
citro 


bacter. 
Acidaminobacter 
Acidaminobacter 

amily XII. Incertae 


Thiomicrospira 

crospira kuenenii 

; Thiomicrospira. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 
iace 


ospira. 
Kluyvera ascorbata 
ra ascorbata Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 
hizobium/Agrobac 


terium group; Rhizobium. 
Thiomicrospira 
crospira thermophila 
; Thiomicrospira. 
Lactobacillus 
0 Lactobacillus 
s. 
Marinospirillum 
spirillum insulare 


Sulfurimonas 
2 Sulfurimonas 


Helicobacteraceae; 


Rhodopseudomonas 


e 1056603 1058087 Rhodopseudomonas 
obiales; Bradyrhizobiaceae; 
ref |NR_028636.1| Marinomonas 

1064282 1065700 Marinomonas 
ospirillales; Marinomonas. 
ref|NR_028635.1| Rheinheimera pacifica 
52 Rheinheimera pacifica Bacteria; 
Rheinheimera. 
ref |NR_028633.1| Brevundimonas nasdae 
33 Brevundimonas nasdae Bacteria; 
aceae; Brevundimonas. 
ref|NR_028632.1| Tistrella mobilis 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 


209084 Bacteria_16S 
strain 21F-2 16S 


1080367 1080330 73 
ribosomal RNA, partial 


110 
sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


209084 Bacteria_16S 
strain YIT 0455 1 


Firmicutes; 


Bacteria; 


Firmicutes; 


Acetobacter. 


209084 Bacteria_16S 
strain NBRC 13755 
Proteob 
209084 Bacteria_16S 
orleanensis strai 
orleanensis Bacte 


Bacteria; 


Acetobacter. 


209084 Bacteria_16S 
strain TO-931 16S 
Clostridia; 
209084 Bacteria_16S 

strain D2-18 16S 


Firmicutes; 


Firmicutes; 


Bacteria; 


Lactobacillales; 
209084 Bacteria_16S 
psychrophila stra 
Proteob 
209084 Bacteria_16S 
strain M 6 A9 16S 
Lactobacillales; 
209084 Bacteria_16S 
indonesiensis str 
indonesiensis Bac 


Clostridia; 
209084 Bacteria_16S 

ATCC 35469 16S ribosomal 
Proteobacteria; 
209084 Bacteria_16S 


1083396 1083359 73 


1089505 1089468 73 


1092591 1092554 73 


1094092 1094055 73 


1095533 1095496 73 


1096978 1096941 73 


1101467 1101430 73 


Clostridiales; 
1104531 1104494 73 
ribosomal RNA, partial 
Clostridiales; 

1119709 1119672 73 


1121272 1121235 73 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


ribosomal RNA, partial sequence 


RNA, partial sequence 
Gammaproteobacteria; 


110 gi 


6S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillaceae; 


110 gi 


in E-3 16S ribosomal RNA, partial sequence 10881 
acteria; Gammaproteobacteria; 


110 gi 


ain 5H-1 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 


n NBRC 13752 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


Clostridiales Family XIII. 


110 gi 


110 gi 


dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 


2CP-1 Bacteria; 
Anaeromyxobacter. 
209084 Bacteria_16S 
strain Kx146A4 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Firmicutes; 


Lactobacillales; 
209084 Bacteria_16S 
pametensis strain 
pametensis Bacteria; 
Helicobacter. 
209084 Bacteria_16S 
strain YB1 16S ribosomal 
Proteobacteria; 
209084 Bacteria_16S 


Proteobacteria; 


1124375 1124338 73 


1128800 1128763 73 


1136327 1136290 73 


1143947 1143910 73 


phragmitetus strain C6-19 16S ribosomal 


phragmitetus Bacteria; 
Pannonibacter. 
209084 Bacteria_16S 


1145505 1145468 73 


thermotolerans strain CM3 16S ribosomal 


thermotolerans Bacteria; 


Pseudomonas. 


209084 Bacteria_16S 
lucentensis strain QMT2 


Bacteria; 


Proteobacteria; 


1151465 1151428 73 


1166676 1166639 73 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 


Alphaproteobacteria; 


Deltaproteobacteria; Myxococcales 


B9A Seymour 16S ribosomal RNA, partia 
Proteobacteria; Epsilonproteobacte 


Proteobacteria; Alphaproteobacte 


16S ribosomal RNA, partial sequ 
Proteobacteria; 
209084 Bacteria_16S 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clost 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


209084 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 
209084 Bacteria_16S 
DSM 16069 16S ribosomal 
Proteobacteria; 
209084 Bacteria_16S 
DSM 16795 16S ribosomal 
Firmicutes; 
209084 Bacteria_16S 

colihominis DSM 17241 16S ribosomal RNA, partial sequence 
17241 Bacteria; 


Bacteria; 


Bacteria; 


1172734 1172697 73 
11002 


11002 Bacteria; 


1175790 1175753 73 


1177295 1177258 73 


Clostridia; 
1184816 1184779 73 


Firmicutes; Clostridia; 


Synergistetes; 
RNA, partial sequence 
Gammaproteobacteria; 


RNA, partial sequence 
Clostridiales; 


16S ribosomal RNA, partial sequ 


110 gi|224581425 
1122944 11244 
Lactobacillus. 
110 gi| 253680771 
1 sequence 
ria; Campy 
110 gi| 253680766 
1134932 11363 
onaceae; V 
110 gi| 253680761 
RNA, partial sequence 
ria; Rhodo 
110 gi| 253680760 
RNA, partial sequence 
Gammaproteobacteria; Pse 
110 gi| 253680756 
ence 11501 
Rhodospirillales; 
110 gi| 228720470 
elotrichac 
110 gi| 228719312 
ence 11713 
Synergistia; Syn 
110 gi| 228718578 
1174405 11758 
Kangiella. 
110 gi| 228718376 
1175949 11773 
Clostridiaceae; 
110 gi| 228717037 


Clostridiales; 


1079018 10804 
Acetobacteraceae; 


Lactobacillus. 


Pseudomonadales; 


1091188 10926 
Lactobacillus. 


1118333 11198 
Enterobacteriales; 


265678323 


265678321 


265678317 


P 
265678315 


228716249 


228716127 
11198 


ref 


ref 


ref 


ref 


Inc 
ref 


Ent 
ref 


ref 


ref 
loba 
ref 


ibri 
ref 


bact 


ref 


ref 
Rhod 
ref 
ridi 
eae. 
ref 


ergi 


ref 


ref 


Clos 


ref 


61 Lactobacillus 


88 Lactobacillus 


56 1121404 Anaero 
; Cystobacterine 


63 Lactobacillus 


1127427 112890 


1142608 114408 


1144133 114556 


udomonadales; 


78 1151571 Thalas 


45 1172849 Dethio 


NR_028625.1 
Acetobac 
NR_028623.1 


NR_028619.1 


NR_028617.1 


110 gi|265678314|ref|NR_028616.1 
1092739 109419 
Rhodospirillales; Ac 
110 gi|265678313|ref|NR_028615.1 
10942 
Rhodospirillales; Acetobacteraceae; 
110 gi|265678312|ref|NR_028614.1 
1095628 109707 
Rhodospirillales; Acet 
110 gi| 265678309 |ref|NR_028611.1 
1100149 11015 
Clostridiaceae; Clostridium. 
110 gi| 265678306 |ref|NR_028608.1 
sequence 1103152 1104621 Mogibacterium 


ertae Sedis; 
NR_027549.1 


erobacteriac 
NR_027547.1 


NR_027206.1 


NR_028019.1 
cterales; He 


NR_028014.1 


Oo. 


NR_028009.1 
erales; Rhod 
NR_028008.1 
Ps 
NR_028004.1 
ospirillacea 
NR_027592.1 
um spiroform 
NR_027582.1 
stales; 


Syne 


NR_027574.1 


NR_027573.1 


tridium. 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Lactobacillus equi 
equi Bacteria; 


Pseudomonas 


07 1089634 Pseudomonas psychrophila 
seudomonadaceae; 


Pseudomonas. 
Lactobacillus algidus 
algidus Bacteria; 


Acetobacter 
2 Acetobacter 


etobacteraceae; 


Acetobacter peroxydans 


43 1095577 Acetobacter peroxydans 


Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Lactobacillus antri 
antri Bacteria; 


Helicobacter 
7 Helicobacter 


licobacteraceae; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Thalassospira 

sospira lucentensis 

e; Thalassospira. 
Clostridium spiroforme 
e DSM 1552 Bacteria; 


Dethiosulfovibrio 
sulfovibrio 


rgistaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


NR_027558.1 


Anaerotruncus 


1183485 1184849 Anaerotruncus colihominis DSM 


Ruminococcaceae; Anaerotruncus. 


209084 Bacteria_16S 1186284 1186247 73 110 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

209084 Bacteria_16S 1187795 1187758 73 110 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

209084 Bacteria_16S 1189306 1189269 73 110 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

209084 Bacteria_16S 1190817 1190780 73 110 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

209084 Bacteria_16S 1209076 1209039 73 110 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

209084 Bacteria_16S 1210606 1210569 73 110 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 


DSM 14365 16S rib 
Proteob 
209084 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


Bacteria; 


Halomonas. 


209084 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; 


strain Eplumel 16 
Proteobacteria; 


strain Esulfidel 
Proteobacteria; 


strain R-4079 16S 
Proteobacteria; 


strain R-4069 16S 
Proteobacteria; 


schoenbuchensis s 
schoenbuchensis B 


209084 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


209084 Bacteria_16S 


temperatum strain 
temperatum Bacter 


209084 Bacteria_16S 


subsp. paredis st 
socranskii subsp. 


209084 Bacteria_16S 


subsp. buccale st 
socranskii subsp. 


209084 Bacteria_16S 


strain A431 16S r 
Proteobacteria; G 


209084 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


209084 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


209084 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


209084 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


G 
209084 Bacteria_16S 


G 
209084 Bacteria_16S 


G 
209084 Bacteria_16S 


G 
209084 Bacteria_16S 


G 
209084 Bacteria_16S 


osomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1230145 1230108 73 110 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1233178 1233141 73 110 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1240787 1240750 73 110 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1243775 1243738 73 110 gi 
SDW 018 16S ribosomal RNA, partial se 


ia; Proteobacteria; Alphaproteobacteri 
1252675 1252638 73 110 gi 
rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; Spirochaetes; Spiro 
1254202 1254165 73 110 gi 
rain ATCC 35534 16S ribosomal RNA, par 
buccale Bacteria; Spirochaetes; Spiro 
1258768 1258731 73 110 gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1264745 1264708 73 110 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1266252 1266215 73 110 gi 
, partial sequence 
ridiales; Clostridiaceae; Clostridium. 
1276737 1276700 73 110 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1278228 1278191 73 110 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


209084 Bacteria_16S 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 


1209193 12106 


1227244 12287 
udomonad 


se 
219878280 


1228770 12302 
udomonad 


se 
219878271 
quence 
cteria; 
219878162 
equence 

ia; Rhizob 
219878114 
quence 

a; Rhizobi 
219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
219856813 


1257400 12588 
Vv 


onaceae; 
219846655 
sequence 
; Spirocha 
219846539 


219846179 
ce 12753 
irillales; 
219846127 
quence 

ia; Altero 
228716433 


1293293 1293256 73 110 gi 


Rh 


99 Haliangium ochraceum DSM 14365 


acteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

1212102 1212065 73 110 gi|224581438|ref|NR_027220.1| Halomonas 
rain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
cteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

1213579 1213542 73 110 gi|224581437|ref|NR_027219.1| Halomonas axialensis 

ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1215072 1215035 73 110 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1216552 1216515 73 110 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1228609 1228572 73 110 gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 
ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 
ref|NR_025410.1] Bartonella 
1231844 1233289 Bartonella 
izobiales; Bartonellaceae; Bartonella. 
NR_025301.1| Aminobacter 
1239445 1240914 Aminobacter 
iales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025253.1| Mesorhizobium 
1242462 1243864 Mesorhizobium 
ales; Phyllobacteriaceae; Mesorhizobium. 
ref|NR_024869.1| Treponema socranskii 
nce 1251289 1252767 Treponema 
Spirochaetaceae; Treponema. 
ref|NR_024868.1| Treponema socranskii 
nce 1252818 1254294 Treponema 
Spirochaetaceae; Treponema. 
ref|NR_024632.1| Vibrio halioticoli 
27 Vibrio halioticoli Bacteria; 
ibrio. 
ref |NR_026247.1 
1263357 126483 
etaceae; Trepone 
ref|NR_026131.1 


Treponema 

5 Treponema 

ma. 

Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


ref|NR_025769.1| Chromohalobacter 
63 1276810 Chromohalobacter sarecensis 
Halomonadaceae; Chromohalobacter. 
ref|NR_025717.1] Thalassomonas 
1276861 1278268 Thalassomonas 
monadales; Colwelliaceae; Thalassomonas. 
ref|NR_027551.1| Marinobacter 


1291904 1293412 Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


209084 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterale 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


209084 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 
Clostridiales; 


cellulosolvens 6 
Bacteria; Firmicu 


209084 Bacteria_16S 
ribosomal RNA, partial sequence 
Thermoanaerobacterale 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


209084 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


209084 Bacteria_16S 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


209084 Bacteria_16S 


1302327 1302290 73 


tes; Clostridia; 
losiruptor. 

1303837 1303800 73 
tes; Clostridia; 
1305438 1305401 73 


tes; Clostridia; 
losiruptor. 

1306930 1306893 73 
RNA, 
ia; Rhizobiales; 
1309916 1309879 73 


1311389 1311352 73 


complete sequence 
Xanthobacteraceae; 


110 


110 


110 


110 


gi 


gi 


Eubact 


gi 


219846639 
s; Thermoa 


219846514 


eriaceae; 
219846460 


1304017 13055 


gi 


s; Thermoa 


219846269 


1305606 1307012 Stark 


110 


110 


st 
gi 


gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


209084 Bacteria_16S 
ain LMG 747 16S ribosomal RNA, partial 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


209084 Bacteria_16S 
7R1B strain 16S ribosomal RNA, partial 
Firmicutes; 
tae Sedis; Caldicellulosiruptor. 
209084 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


15470 strain E7.2 
Bacteria; Firmicu 


209084 Bacteria_16S 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


209084 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


Och 149 16S ribos 


1312930 1312893 73 
teria; Proteobacteria; 
1325346 1325309 73 
7R1B Bacteria; 
1329849 1329812 73 


tes; Clostridia; 


1340506 1340469 73 


1343668 1343631 73 


1352814 1352777 73 


110 


aphilum Bacteria; Proteobacteria; Alph 


gi 


Gammaproteobact 


110 


110 


110 


110 


110 


gi 


Clostridia; 


gi 


5 16S ribosomal RNA, partial sequence 
Clostridiales; Veillo 


gi 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


209084 Bacteria_16S 
rain PAl 5 16S ribosomal RNA, 
diazotrophicus PAl 5 Bacteria; Proteobacteria; 


diazotrophicus st 


Gluconacetobacter 


209084 Bacteria_16S 
ain 743B 16S ribosomal RNA, partial se 


cellulovorans str 
cellulovorans 743 


209084 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


hamburgensis stra 
Bacteria; Proteob 


strain HTCC2516 1 
Bacteria; Proteob 


209084 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


209084 Bacteria_16S 
mal RNA, partial sequence 


HEL-45 16S riboso 


1354283 1354246 73 


1357356 1357319 73 


B Bacteria; Firmicutes; 


1363282 1363245 73 


1366205 1366168 73 


1370884 1370847 73 


1378539 1378502 73 


1379994 1379957 73 


110 


110 


Clostridia; 


110 


110 


110 


110 


110 


gi 


partial 
Alphapro 


gi 


cl 
gi 


n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; 
209084 Bacteria_16S 


Rhodobac 


gi 


in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
209084 Bacteria_16S 


Rhizobia 


gi 


6S ribosomal RNA, partial sequence 1369567 


acteria; Alphaproteobacteria; Rhodobac 


gi 


7902 16S ribosomal RNA, partial sequen 


acteria; Gammaproteobacteria; Alteromo 


gi 


1378686 1380064 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


209084 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


209084 Bacteria_16S 


1381443 1381406 73 


1386018 1385981 73 


110 


110 


gi 


BL2 16S ribosomal RNA, partial sequen 


acteria; Alphaproteobacteria; Rhizobia 


arkeya. 

228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


228721465 
sequence 
eria; Xant 


219878140 
sequence 
Thermoana 


219846090 
13284 
nellaceae; 
228721340 
sequence 
oteobacter 


228721107 


somal RNA, partial sequence 1342254 1343799 Ferri 
ammaproteobacteria; Alteromonadales; F 
209084 Bacteria_16S 
omal RNA, partial sequence 


errimonada 
228720499 


1351515 1352883 Roseo 


hodobacter 
228720330 

sequence 

teobacteri 


228720131 
quence 

ostridiale 
228719132 
nce 13619 
terales; R 
228719040 
ence 13648 
les; Brady 
228718299 
13709 
terales; R 
228717562 
ce 13771 
nadales; 


228717469 
Ocean 
hodobacter 
228717274 
ce 13801 
les; Beije 


gi 


228716834 


denitrificans strain 0S217 16S ribosomal RNA, partial sequence 


denitrificans 0S217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


nae 


Eub 


nae 


eya 


enc 
ria 


equ 
ter 


ero 


Di 
ia; 
mon 
cea 
bac 


ace 


a; 


Ss; 


hod 


rhi 


hod 


ibu 
ace 


rin 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


robacterales 


acterium. 


obacterales 


xr 


novella Bac 


13085 
Rhizobiale 


e 


, 


13100 
Rhizobia 


e 
i 


nce 
a; 


nadales; Xa 


bacterales; 


alister. 


Rhodospiril 


s balearica 
Ferrimona 


a 
e 


, 


er litorali 
e; Roseobac 


c 
a 


Rhodospirill 


Clostridiace 


obacteraceae 
zobiaceae; N 
obacteraceae 


omonadales 


ak 
a 


bus indolif 
e; Oceanibu 


ckiaceae; Me 


NR_026231.1 
27 Caldicellulosiruptor lactoaceticus 6A 


NR_026106.1 
66 Eubacterium cellulosolvens 6 
NR_026051.1 
55 Caldicellulosiruptor owensensis OL 


NR_025859.1 


NR_027611.1 


NR_027610.1 


NR_027606.1 
1311542 13130 
homo 


NR_025279.1 
1323941 13254 
NR_025680.1 
39 1329962 Diali 
NR_027605.1 
1339181 13406 
NR_027602.1 


NR_027593.1 


NR_027591.1 
1352934 13544 


NR_027589.1 
1356004 13574 


NR_027580.1 
76 1363364 Octad 


NR_027578.1 
67 1366328 Nitro 


NR_027572.1 
84 Oceanicola granulosus HTCC2516 


NR_027564.1 
67 1378635 Tered 
Alter 


NR_027563.1 


NR_027561.1 
15 1381523 Methy 


it 


9 
s 


6 
1 


4 
n 


4 
T 


s 


2 
1 


Ss 


s 
a= 


1 
a 


8 
a 
e 
7 


b 
i 
7 
i 


g 


e 
1 


L 
be 


NR_027556.1 


Caldicellulosiruptor 


Family III. Incertae 


Eubacterium 


Caldicellulosiruptor 


Family III. Incertae 
Starkeya novella DSM 
eria; Proteobacteria; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


’ 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Dialister invisus DSM 
ter invisus DSM 15470 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 
Roseobacter litoralis 
Och 149 Bacteria; 
er. 
Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 
Oceanicola granulosus 


Oceanicola. 
Teredinibacter 

nibacter turnerae T7901 

enera incertae sedis; 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Methylocella 
ocella silvestris BL2 
hylocella. 


Shewanella 


1384632 1386131 Shewanella 


Shewanellaceae; 


209084 Bacteria_16S 


bermudensis HTCC2 


HTCC2503 Bacteria; 
209084 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


209084 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


209084 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


209084 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


strain s840-96-2 
Firmicutes; Clost 


209084 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


209084 Bacteria_16S 
rain 5SM22 16S ribosomal RNA, 
cteria; Proteobacteria; Alphaproteobact 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


209084 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mo 
209084 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


209084 Bacteria_16S 
n MBIC1298 16S ribosomal RNA, 


doudoroffii strai 
doudoroffii Bacte 


209084 Bacteria_16S 


strain SK-1T 16S 
Proteobacteria; G 


bryozoorum strain 
Bacteria; Proteob 


strain HM-7 16S r 
Firmicutes; Clost 


1391864 1391827 73 


1393384 1393347 73 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
209084 Bacteria_16S 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


1397921 1397884 73 


1403924 1403887 73 


1405421 1405384 73 


1406897 1406860 73 


1415929 1415892 73 


1419010 1418973 73 


ridia; Clostridiales; 


1423608 1423571 73 


Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 
209084 Bacteria_16S 
in USAM 3C 16S ribosomal RNA, 


1429825 1429788 73 
eria; Proteobacteria; 


1445205 1445168 73 


1446768 1446731 73 


1448317 1448280 73 
tes; Clostridia; 


1455816 1455779 73 


Proteobacteria; 
1460148 1460111 73 


ria; 


1463254 1463217 73 


1464787 1464750 73 


ridia; Clostridiales; 


209084 Bacteria_16S 
in NIBH P2K6 16S ribosomal RNA, partial 
Gammaproteobacter 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


209084 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


209084 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


1470864 1470827 73 
eria; Proteobacteria; 


1478393 1478356 73 


bacillales; 
1484540 1484503 73 


1486049 1486012 73 


ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
209084 Bacteria_16S 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 


110 


503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 


110 


110 


110 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


110 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
209084 Bacteria_16S 


110 


ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


110 


110 


Clostridiales Fa 


110 


110 


110 


110 


110 


P9a-h 16S ribosomal RNA, partial sequen 
Clostridiales; 


110 


110 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
209084 Bacteria_16S 


110 


50-11 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; 
209084 Bacteria_16S 


110 


Clostridiales Fa 


110 


110 


110 


110 


Alteromo 


Pseudomo 


Alteromon 


Lactobaci 
219857506 
1483159 14846 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


ia; Xanthomonadales; Xant 
gi|224581424|ref|NR_027205.1 
partial sequence 1443876 144534 


gi 


gi 
Clostri 


gi 


gi 


228716336 
e 1390541 1391995 Parvul 


228716184 
1392046 13934 


228715764 
uence 
bacteria; 


219857444 
nadales; Pseudoalteromonad 


219857153 
1404010 14055 


224581448 
6S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
ammaproteobacteria; Pseudomonadales; Ps 
209084 Bacteria_16S 224581446 
16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 
mily XI. Incertae Sedis; H 
224581443 
ence 1422215 1423690 Psychr 
nadales; Moraxellaceae; Ps 
224581439 
partial s 
Gammaproteobacter 


224581423 
1445391 1446881 Psychrobacter 


224581422 


224581417 
partial s 
Gammaproteobacteri 
224581413 


ref|NR_027550.1 
Parvularculales; Parvular 
ref|NR_027548.1 


ref |NR_027539.1 
1396599 139803 
Rhizobiales; Met 


ref |NR_025032.1 
1402605 1403959 Pseudo 


ref|NR_024781.1 
Haliangiaceae; 
ref|NR_024771.1 

1405568 140698 
Rhodospirillales; Ac 
ref |NR_027230.1 
eudomonadaceae; Pseudomon 
ref |NR_027228.1 


ref|NR_027225.1 


ref|NR_027221.1 


equence 1428427 142992 


eria; Rhodobacterales; Rh 


ref|NR_027204.1 


raxellaceae; Psychrobacte 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Pseudoalteromonas 
alteromonas ulvae 


aceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 
ocystineae; 
219857143 
quence 
eria; 


Haliangium. 
Acetobacter 
1 Acetobacter 
etobacteraceae; 


Pseudomonas marginalis 


as. 
Helcococcus ovis 


elcococcus. 

Psychrobacter 

obacter maritimus 

ychrobacter. 
Lysobacter 

1 Lysobacter 

homonadaceae; 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Psychrobacter arenosus 
arenosus Bacteria; 
rs 


ref |NR_027203.1 
ce 1446932 1448409 Mogiba 
diales Family XIII. Incer 


equence 
a; Aeromonadales; Aeromon 
NR_027194.1 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Xenorhabdus japonica 


1458766 1460246 Xenorhabdus japonica Bacteria; 


gi 


gi 


gi 


gi 


gi 


gi 


224581411 


224581410 
1463419 1464873 Mogibacterium 
mily XIII. 
224581406 


219878440 
6S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus 
Lactobacillaceae; 


219857250 


Enterobacteriaceae; Xenor 
ref|NR_027192.1 
nce 1461862 1463368 Marino 
adales; Alteromonadaceae; 
ref|NR_027191.1 


Incertae Sedis; 
ref|NR_027187.1 
sequence 1469465 147099 
ia; Pseudomonadales; Mora 


ref|NR_025579.1 


llus. 


ref |NR_025094.1 


Halomonadaceae; Kushneria 


habdus. 

Marinobacter 

bacter bryozoorum 
Marinobacter. 
Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Psychrobacter 

0 Psychrobacter 
xellaceae; 


Lactobacillus spicheri 
spicheri Bacteria; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


ref|NR_024880.1 
1484704 148617 


Mesorhizobium 
9 Mesorhizobium 


tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Mesorhizobium. 


209084 Bacteria_ 
strain SO2 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
209084 Bacteria_ 
strain SA35 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
209084 Bacteria_ 
9187 strain TA 4r 
Proteob 


Bacteria; 


209084 Bacteria_ 
saccharolyticum s 
1498218 Ha 


Halanaerobiales; 


209084 Bacteria_ 


strain USDA 9030 


16S 1487562 1487525 73 110 
bosomal RNA, partial sequence 


gi 


Rhizo 
16S 1493615 1493578 73 110 gi 
ibosomal RNA, partial sequence 
Xanth 
16S 1496603 1496566 73 110 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Aeromona 
16S 1498132 1498095 73 110 gi 
ubsp. saccharolyticum strain DSM 6643 

lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 


16S 1504027 1503990 73 110 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


209084 Bacteria_ 
la 

Thermoanerobacter brockii subsp. 
Thermoanaerobacte 
209084 Bacteria_ 


brockii subsp. 


paracasei subsp. 
paracasei subsp. 


209084 Bacteria_ 
ATCC 49176 strain 
ATCC 49176 Bacter 
209084 Bacteria_ 
septentrionale st 
septentrionale Ba 


Mesorhizobium. 


209084 Bacteria_ 
strain OMZ833 16S 
Spi 
209084 Bacteria_ 
strain ATCC 25258 
Firmicu 


Spirochaetes; 


Bacteria; 


209084 Bacteria_ 
globicatena strai 
globicatena Bacte 
Actinosynnematace 
209084 Bacteria_ 
strain ATCC 29914 
G 


Proteobacteria; 


209084 Bacteria_ 
lusatiensis strai 
Proteob 


Bacteria; 


209084 Bacteria_ 
smithia st 
smithia Ba 


subsp. 
subsp. 


209084 Bacteria_ 
faecalis strain g 
Proteob 


Bacteria; 


209084 Bacteria_ 


16S 1506976 1506939 73 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
rales; Thermoanaerobacteraceae; Thermo 
16S 1510092 1510055 73 110 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
16S 1511667 1511634 77 110 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
16S 1516006 1515969 73 110 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


110 gi 


16S 1523599 1523562 73 110 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
16S 1526677 1526640 73 110 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; 
16S 1541921 1541874 63 110 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 
16S 1553975 1553938 73 110 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 1570344 1570307 73 110 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
16S 1571882 1571845 73 110 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
16S 1573360 1573323 73 110 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
16S 1577934 1577897 73 110 gi 


gi 


papyrosolvens DSM 2782 16S ribosomal RNA, complete sequ 


2782 Bacteria; 


209084 Bacteria_ 
strain SP1402 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; Clostridiales; C 


16S 1579493 1579456 73 110 gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


209084 Bacteria_ 
americanum strain 
americanum Bacter 
Sinorhizobium/Ens 
209084 Bacteria_ 
decolorationis st 
decolorationis Ba 


Shewanella. 


209084 Bacteria_ 
antarcticus strai 
antarcticus Bacte 


Roseisalinus. 


209084 Bacteria_ 


16S 1580950 1580913 73 110 gi 
CFNEI 156 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 
16S 1608735 1608698 73 110 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


16S 1611616 1611579 73 110 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


Lactobacillaceae; 


219857235 
1486230 14876 
aceae; 
219846714 
1492298 14937 
acterace 
219846691 


bi 


ob 


da 


16 
ch 


219846475 
16S ribosomal RNA, partial sequence 1502684 15041 
aceae; 
219846365 
mal RNA, 
Bacteria; 
aerobact 
219846290 


bi 


so 


an 


A, 
ac 


e 
oc 


L 
te. 


219857543 
1522207 15236 
Treponema. 
219857499 


v 


ia 


219857220 


E 


ce 
le 


al 


te. 


le 


en 


lo 


se 


se 
a; 


219878471 
ence 
ria; Alt 


qu 
te 


219878469 
nce 


ue 
ia 


, 


16S 1613096 1613059 73 110 gi 


219878468 


les; 
219846665 
S riboso 
arolytic 


illales; 
219846273 
sequence 
caceae; 
219878113 
sequence 
ria; 


Lactobac 
219857375 
1 sequen 
Actinomyc 


nterobac 
219878173 


S; 
219878156 


ria; Aer 
219857383 


S; 
219846510 
ce 15765 
stridiac 
219846381 
1578118 15795 
udomonad 
219878491 
quence 


R 


14952 
Aer 


R 


partial 


Rhi 


15252 


15525 
15690 
Phyll 


sequenc 


15720 
Brady 


Rhizobi 


Rhodob 


ref |NR_024863.1 
hizobium/Agrobac 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacte 
ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_026257.1 
mal RNA, complet 
um Bacteria; Fir 


ref |NR_026067.1 


hizobium/Agrobac 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref|NR_025863.1 
6 
trophia. 
NR_025252.1 
1514694 151610 
zobiales; Phyllo 


ref |NR_025131.1 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref |NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref |NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_026102.1 
77 1578067 Clostr 
eae; Clostridium 
ref|NR_025972.1 


aceae; Pseudomon 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 
ref|NR_025610.1 

1607365 160881 
eromonadales; Sh 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 


ref|NR_025607.1 
1611794 161320 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Xanthobacter agilis 


agilis Bacteria; 
tis 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Mesorhizobium 
8 Mesorhizobium 


bacteriaceae; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Lactobacillus jensenii 
acillus jensenii 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 

Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Clostridium 
idium papyrosolvens DSM 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


209084 Bacteria_16S 1614647 1614610 73 110 gi| 219878467 |ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
209084 Bacteria_16S 1616127 1616090 73 110 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
strain CM243 16S ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

209084 Bacteria_16S 1629757 1629720 73 110 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

209084 Bacteria_16S 1634363 1634326 73 LO gi|219878454|ref|NR_025593.1| Oceanisphaera 
litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 
209084 Bacteria_16S 1641906 1641869 73 110 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

209084 Bacteria_16S 1643468 1643431 73 110 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

209084 Bacteria_16S 1645029 1644992 73 110 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 1645153 Pseudomonas antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

209084 Bacteria_16S 1646575 1646538 73 110 gi|219878446|ref|NR_025585.1| Aeromonas simiae 


strain IBS S6874 


Proteobacteria; G 


209084 Bacteria_16S 


strain DSM 5901 1 
Proteobacteria; A 


209084 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


209084 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


209084 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


209084 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


209084 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


209084 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


209084 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


209084 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


209084 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


209084 Bacteria_16S 


strain TOl1 16S ri 
Proteobacteria; G 


209084 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


209084 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


209084 Bacteria_16S 


echinoides strain 
echinoides Bacter 


ammaproteobacteria; Aeromonadales; Aer 
1648039 1648002 73 110 gi 


om 


lphaproteobacteria; Rhodospirillales; 
1649536 1649499 73 110 gi 


Ac 


ia; Rhodospirillales; Acetobacteraceae; 


1654114 1654077 73 110 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655661 1655624 73 110 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1657168 1657131 73 110 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1658719 1658682 73 110 gi 


an 


an 


s 
er 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1667953 1667916 73 110 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1684650 1684613 73 110 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 


E 


rt 
on ee 


16S ribosomal RNA, partial sequence 1645204 16466 


219878444 
6S ribosomal RNA, partial sequence 1646706 16481 


219878443 
somal RNA, partial sequence 1648203 1649649 Stell 


219878439 
1652728 16542 


219878438 
1654275 16557 


219878437 
219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878430 


219878419 


onadacea 


etobacte 


Stella. 


thomonad 


thomonad 


equence 
ia; Rhiz 


16665 
nterobac 


ial se 
idiale 


qu 
S; 


1692225 1692188 73 110 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


L 
ri 
1695348 1695311 73 110 gi 
ammaproteobacteria; Pseudomonadales; P 
1696892 1696855 73 110 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1699990 1699953 73 110 gi 


se 


se 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1701537 1701500 73 110 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
1704607 1704570 73 110 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


s 
a; 


209084 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


1707609 1707572 73 110 gi 
bosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


219878413 


219878411 
16S ribosomal RNA, partial sequence 1693968 169 


219878410 
1695512 16970 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


219878407 
1700153 17016 


219878405 
219878403 


1706248 1707730 Clostridium diolis Bacteria; 
Clostridium. 


sequen 
a; Pse 


ce 
ud 


54 


udomonad 


udomonad 


eromonad 


equence 
Rhizobi 


Aeromonas. 
NR_025583.1 


e; 
ref 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 
ref|NR_025578.1 


acea 
ref 


e; Thermomon 
NR_025577.1 


aceae; Thermomon 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025575.1 
o fortis Bacteri 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025558.1 
ence 168328 
Clostridiaceae; 
ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 
ref|NR_025550.1 
acea 
ref 


e; Pseudomon 
NR_025549.1 


acea 
ref 
oO po 


e; Pseudomon 
NR_025547.1 
meroyi Bacte 
ref|NR_025546.1 
aceae; Glaciecol 
ref|NR_025544.1 
1703281 170468 
ales; Methylocys 


55 Aeromonas simiae Bacteria; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Vibrio fortis strain 
a; Proteobacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Clostridium 
5 1684702 Clostridium 
Clostridium. 

Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 


v 
ref|NR_025542.1 


Clostridium diolis 


209084 Bacteria_16S 
strain OSBAC1 16S 


209084 Bacteria_16S 
strain R-8904 16S 


209084 Bacteria_16S 


strain NF11 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


209084 Bacteria_16S 


strain NF23 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


209084 Bacteria_16S 


strain RB-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira 


209084 Bacteria_16S 


strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


209084 Bacteria_16S 


strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


209084 Bacteria_16S 


agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


agarivorans Bacteria; 
Pseudoalteromonas. 
209084 Bacteria_16S 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 17565 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


209084 Bacteria_16S 
halodurans strain 
Bacteria; 
209084 Bacteria_16S 
saalensis strain 
Bacteria; Firmicutes; 
Sedimentibacter. 
209084 Bacteria_16S 


strain 525 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


209084 Bacteria_16S 
strain LMG 20362 


209084 Bacteria_16S 
strain : 


209084 Bacteria_16S 


R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


209084 Bacteria_16S 


LMG 19999 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


209084 Bacteria_16S 


15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


209084 Bacteria_16S 
strain LMG 20546 


209084 Bacteria_16S 
strain LMG 20536 


209084 Bacteria_16S 


LMG 19981 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


209084 Bacteria_16S 
marincola strain 


209084 Bacteria_16S 
submarinus strain 


209084 Bacteria_16S 


1709170 1709133 73 


1712146 1712109 73 


1722890 1722853 73 


1724431 1724394 73 


1738043 1738006 73 


1750248 1750211 73 


1751740 1751703 73 


1754842 1754805 73 
Proteobacteria; 


1756402 1756365 73 


1766946 1766909 73 


1768428 1768391 73 
Clostridia; 


1769911 1769874 73 


1777424 1777387 73 


1784969 1784932 73 


1792532 1792495 73 


1794006 1793969 73 


1795561 1795524 73 


1797045 1797008 73 


1798600 1798563 73 


1815485 1815448 73 


1826277 1826240 73 


1827755 1827718 73 


1829147 1829110 73 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


110 


110 


110 


110 


110 


110 


110 


110 


34Alc 16S ribosomal RNA, partial sequence 17655 
Proteobacteria; Gammaproteobacteria; 


110 


ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


110 


110 


16S ribosomal RNA, partial sequence 1776030 17774 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


110 


LMG 20969 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


110 
1791 


110 


110 


1794 


110 


16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


110 


16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


110 


110 


KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; 


110 


KMM 225 16S ribosomal RNA, partial sequence 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; 


110 


Chromatiales; 


gi|219878402 
1707781 17092 


gi|219878400 
1710844 17122 


gi| 219878393 
1721510 17230 


gi|219878392 
1723051 17245 


gi| 219878383 
1736673 17381 
gi|219878374 
Acetobacte 
gi|219878373 
Acetobacte 
gi|219878370 
Altero: 


gi| 219878369 


gi| 219878360 
Ecto 
219878359 
17670 
Clostridiales Fa 


gi 


gi|219878358 
1768558 17700 


gi|219878352 


219878347 
17835 


gi 


gi|219878341 
138 1792572 Vibri 


gi|219878340 
1792623 17941 


gi| 219878339 
167 1795601 Vibri 


gi|219878338 


gi|219878337 


gi|219878326 
1814099 18155 
gi|219878319 
Pseudomo 


gi|219878318 


219878317 


Pseudomonadales; 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref |NR_025539.1 


aceae; Loktanell 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025522.1 


ref|NR_025513.1 
raceae; Acetobac 
ref|NR_025512.1 


raceae; Acetobac 
ref|NR_025509.1 

1753455 175495 
monadales; Pseud 


ref |NR_025508.1 
aceae; Halomonas 
ref|NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 
ref|NR_025497.1 
Nautilia. 
ref|NR_025491.1 


ibrio, 
ref |NR_025486.1 
87 1785079 Halomo 
aceae; 
ref |NR_025480.1 
o chagasii Bacte 
ref|NR_025479.1 
ibrio. 
ref|NR_025478.1 
o xuii Bacteria; 
ref|NR_025477.1 
ibrio. 
ref|NR_025476.1 


ibrio. 
ref|NR_025465.1 


aceae; Fulvimona 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
Moraxe 
ref|NR_025456.1 


gi 


alexandrii strain C116-18 16S ribosomal RNA, partial sequence 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 


Halomonas. 


Rheinheimera baltica 


baltica Bacteria; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Psychrobacter luti 
luti Bacteria; 
rs 
Psychrobacter fozii 
fozii Bacteria; 
ris 
Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Pseudoalteromonas 

9 Pseudoalteromonas 

oalteromonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Halomonas muralis 
nas muralis Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 
Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 

Oceanicaulis 


1827843 182926 


6 Oceanicaulis 


209084 Bacteria_ 


intestinalis stra 
intestinalis Bact 


209084 Bacteria_ 


strain DSM 5661 1 
Lacto 


Firmicutes; 
209084 Bacteria_ 


paraplantarum str 
paraplantarum Bac 


209084 Bacteria_ 


strain vC 5 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
209084 Bacteria_1 
livingstonensis strain NF22 16S ribosomal RNA, 
livingstonensis Bacteria; Proteobacteria; Gammaproteoba 


Shewanella. 


209084 Bacteria 1 
haemolytica strain A50-7-3 16S ribosomal RNA, partial s 
haemolytica Bacteria; Proteobacteria; Gammaproteobacter 


Thermomonas. 


209084 Bacteria_1 
stellipolaris str 
stellipolaris Bac 


Alteromonas. 


209084 Bacteria_1 


strain ME102 16S 
Proteobacteria; 


israelensis strai 
Bacteria; 


asaccharovorans s 


asaccharovorans B 


Chelatococcus. 


209084 Bacteria_16S 


strain LMG 21857 
Proteobacteria; 


strain LUH4616 16 
Proteobacteria; 


schindleri Bacter 


209084 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


209084 Bacteria_16S 
strain LUH 3792Ty 


Bacteria; Proteob 


209084 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


209084 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


209084 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


209084 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; G 


209084 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


209084 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


209084 Bacteria_16S 


16S 1838355 1838318 73 110 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 


to. 


219878310 
sequence 


bacillac 


G 


Proteob 
209084 Bacteria_16S 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


G 


G 


16S 1839918 1839881 73 110 


bacillales; Lactobacillaceae; 
16S 1841481 1841444 73 110 


teria; 
16S 


Firmicutes; 
1846054 1846017 73 110 
ibosomal RNA, partial sequence 


6S 1847602 1847565 73 110 


6S 1850685 1850648 73 110 


6S 1861123 1861086 73 110 


teria; Proteobacteria; 
6S 1862664 1862627 73 110 
ribosomal RNA, partial sequence 
1864171 1864134 73 110 


acteria; Gammaproteobacteria; 


1868821 1868784 73 110 


1870283 1870246 73 110 


1873394 1873357 73 110 
S ribosomal RNA, partial sequence 
1888841 1888804 73 110 


ia; Proteobacteria; Gammaproteobac 
1890328 1890291 73 110 


acteria; Alphaproteobacteria; Rhiz 
1914214 1914177 73 110 

pe 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; 
1918913 1918876 73 110 
16S ribosomal RNA, partial sequenc 
bacillales; Lactobacillaceae; 
1935687 1935650 73 110 
ribosomal RNA, partial sequence 


1940148 1940111 73 110 


1944832 1944795 73 
16S ribosomal RNA, 
tes; 


110 
complete sequen 
Lactobacillales; Lactobacilla 
1967632 1967595 73 110 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; 
1973463 1973426 73 110 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiace 
1982846 1982809 73 110 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
1984431 1984394 73 110 


ain DSM 10667 16S ribosomal RNA, parti 
Lactobacillales; 


partial 


ain LMG 21861 16S ribosomal RNA, parti 
Gammaproteobact 


ammaproteobacteria; Oceanospirillales; 
209084 Bacteria_16S 
n Bal 16S ribosomal RNA, partial seque 
Oceanosp 


ammaproteobacteria; Pseudomonadales; M 
209084 Bacteria_16S 


schindleri strain LUH5832 16S ribosomal RNA, partial se 


PR5 16S ribosomal RNA, partial sequenc 


sequence 
Pseudomo 


Pediococ 


psilonproteobacteria; Campylobacterale 
209084 Bacteria_16S 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


gi|219878309 


6S ribosomal RNA, partial sequence 1838512 18400 
Lactobac 


illus. 
219878308 
al 
Lact 
gi| 219878305 
1844748 18461 
yp 
219878304 
sequence 
cteria; Al 


gi 


gi 


219878302 
equence 
ia 


gi 


’ 


219878294 
al sequenc 
er 


gi 


gi|219878293 
1861284 18627 
Oo 
219878292 
nce 18627 
irillales; 
219878289 
equence 
cteria; 


gi 


gi 


gi|219878288 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 
209084 Bacteria_16S 


gi|219878286 
1872026 18734 
oraxellace 
219878273 
quence 
a; 
219878272 
e 18889 
les; Phyll 
219878253 
19128 
nadales; M 
gi| 219878249 
e 1917484 19190 
cus. 
gi| 219878238 
1934336 19357 
s; Campylo 
219878235 
sequence 
ria; Rhizo 


gi 


teri 
gi 


obia 
gi 


gi 


219878232 
19433 
ceae; Lactobac 
gi| 219878217 
1966261 19677 
Chromatiaceae; 
gi| 219878213 
1972100 19735 
ae; Clostridiu 
gi| 219878207 
1981436 19829 
Sorangiineae; 
gi| 219878206 


gi 
ce 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 


sequenc 
obacilla 


homonada 


Xantho: 


ia; Alte 


leiphila 


Rhi 


eromonad 


Pseudomonad 


ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref|NR_025448.1 
21 Lactobacillus 


ref |NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025444.1 
ceae; Maricaulis 
ref |NR_025443.1 

1846218 184771 
teromonadales; S 


ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref |NR_025432.1 


ceae; Oleiphilus 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
NR_025428.1 
5 
iales; Beije 


ref|NR_025427.1 
aceae; Glaciecol 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 
1887472 188893 
ales; Moraxe 
ref |NR_025411.1 
88 1890453 Mesor 
obacteriaceae; M 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025388.1 


ref |NR_025377.1 
49 Campylobacter 
bacteraceae; Cam 
ref |NR_025374.1 

1938810 194024 
biales; Methylob 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025356.1 


Thi 
ref 


ocapsa. 
NR_025352.1 


m. 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus 
3 Lactobacillus 
lus. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Alteromonas 
3 Alteromonas 


eromonadaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 

Acinetobacter parvus 
parvus Bacteria; 
rs 

Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Campylobacter hominis 
hominis Bacteria; 
pylobacter. 
Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Lactobacillus frumenti 
acillus frumenti 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 


ref|NR_025345.1 
1983024 198455 


Chondromyces 
8 Chondromyces 


lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; 


Chondromyces. 


209084 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


209084 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


209084 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


209084 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


209084 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


209084 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


209084 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


209084 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


209084 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


209084 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


209084 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


209084 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


iL 
G 


209084 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; G 


209084 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


209084 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


209084 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


209084 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


209084 Bacteria_16S 


strain MCS 25 16S 
Proteobacteria; A 


209084 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


209084 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


209084 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


1986015 1985978 73 110 gi 
Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


ue 
a; 


1987596 1987559 73 

n Cb fel8 16S ribosomal RNA, 
ria; Proteobacteria; 
Cystobacter. 
1989133 1989096 73 


110 gi 
complete 
Deltaproteobacter 


se 
ia 


110 gi 


ammaproteobacteria; Enterobacteriales; E 
1990682 1990645 73 110 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


al 
te 
1992230 1992193 73 


110 gi 


ammaproteobacteria; Enterobacteriales; E 
1993773 1993736 73 110 gi 
ammaproteobacteria; Enterobacteriales; E 
1995320 1995283 73 110 gi 
ammaproteobacteria; Enterobacteriales; E 
1996856 1996819 73 110 gi 
ammaproteobacteria; Enterobacteriales; E 
1998401 1998364 73 110 gi 
ammaproteobacteria; Enterobacteriales; E 
1999940 1999903 73 110 gi 
ia; Enterobacteriales; Enterobacteriac 
2001474 2001437 73 110 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2003009 2002972 73 110 gi 


ea 


ct 


ammaproteobacteria; Enterobacteriales; E 


2004542 2004505 73 110 gi 
ammaproteobacteria; Enterobacteriales; E 
2006086 2006049 73 110 gi 
ammaproteobacteria; Enterobacteriales; E 
2007632 2007595 73 110 gi 
ammaproteobacteria; Enterobacteriales; E 
2009176 2009139 73 110 gi 
n DSM 9390 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


se 
ia 


2010735 2010698 73 110 gi 


ammaproteobacteria; Enterobacteriales; E 
2018173 2018136 73 110 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2019645 2019608 73 110 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2021117 2021080 73 110 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


YP 


YP 


s 
ct 


2022604 2022567 73 110 gi 
16S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; Caulobacte 


209084 Bacteria_16S 


nce 
Myxo 


quenc 
Myx 


, 


ntero 


sequ 
ria; 


ntero 


ntero 


16S ribosomal RNA, partial sequence 1993927 19 


ntero 


6S ribosomal RNA, partial sequence 1995493 19 


ntero 


16S ribosomal RNA, partial sequence 1997016 19 


ntero 


e; Pr 


20 
erial 


6S ribosomal RNA, partial sequence 2001636 20 


ntero 


6S ribosomal RNA, partial sequence 2003168 20 


ntero 


6S ribosomal RNA, partial sequence 2004699 20 


ntero 


6S ribosomal RNA, partial sequence 2006247 20 


ntero 


quenc 
Ent 


v 


6S ribosomal RNA, partial sequence 2009346 20 


ntero 


2016867 20 


homon 


homon 
equen 


eria; 


20 
rales 


2025609 2025572 73 110 gi 


219878205 


COC 


219878204 


e 
OCcO 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


bac 


219878202 


enc 
Ent 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 


bac 


219878200 
6S ribosomal RNA, partial sequence 1992387 19938 


bac 


219878199 


954 
bac 


219878198 


969 
bac 


219878197 


985 
bac 


219878196 
somal RNA, partial sequence 1998561 2000045 Pr 


agi 
agi 


219878195 


000 


es; 


219878194 


031 
bac 


219878193 


046 
bac 


219878192 


061 
bac 


219878191 


077 
bac 


219878190 


e 
ero 


219878189 


108 
bac 


219878184 


182 
ada 


219878183 
2018337 20 


197 
ada 


219878182 


ce 
Rh 


219878181 


212 
c 


’ 


219878179 


Sorangiineae; Polyangiaceae; 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


Cystobacter 
9 Cystobacter 
terineae; 


ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 
36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 
ref|NR_025339.1| Serratia fonticola 
76 Serratia fonticola Bacteria; 
teriaceae; Serratia. 
ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 
ref |NR_025337.1| Rahnella aquatilis 
65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 
ref |NR_025336.1| Proteus vulgaris 
10 Proteus vulgaris Bacteria; 
teriaceae; Proteus. 
ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 
a. 
ref |NR_025334.1| Obesumbacterium 
96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 
ref |NR_025332.1| Budvicia aquatica 
48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref |NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
bacteriales; Enterobacteriaceae; 


Buttiauxella brennerae 
50 Buttiauxella brennerae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025323.1| Maricaulis parjimensis 
86 Maricaulis parjimensis Bacteria; 
ceae; Maricaulis 
ref|NR_025322.1| Maricaulis salignorans 
58 Maricaulis salignorans Bacteria; 
ceae; Maricaulis 
ref |NR_025321.1 
2019809 202123 
odobacterales; H 


ref |NR_025328.1 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Isochromatium buderi 


ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025318.1 


strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


Isochromatium. 


209084 Bacteria_16S 
strain LMG 317541 


209084 Bacteria_16S 
carotovorum subsp. 


Enterobacteriales; 
209084 Bacteria_16S 


strain DSM 169 16S ribosomal RNA, partial sequence 


2027165 2027128 73 


2028607 2028570 73 


odoriferum strain LMG 17566 
Pectobacterium carotovorum subsp. odori 
Enterobacteriaceae; 


2030144 2030107 73 


110 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


110 


110 


gi|219878178 


gi|219878177 


16S ribosomal RNA, 
ferum Bacteria; 
Pectobacterium. 


gi|219878176 


2028754 20301 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


209084 Bacteria_16S 


broegbernensis strain B1616/1 16S ribosomal RNA, partial 
broegbernensis Bacteria; 


Pseudoxanthomonas. 
209084 Bacteria_16S 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; 


Stenotrophomonas. 
209084 Bacteria_16S 
strain B1953/27.1 


209084 Bacteria_16S 
strain ATCC 35585 
Firmicutes; 
209084 Bacteria_16S 


roseopersicina strain DSM 229 16S ribosomal RNA, partial 
roseopersicina Bacteria; 


209084 Bacteria_16S 


strain IBS 506 16S ribosomal RNA, partial sequence 


Clostridia; 


2042315 2042278 73 
Proteobacteria; 


2043875 2043838 73 


2045450 2045413 73 


2060882 2060845 73 


Clostridiales; 
2062415 2062378 73 


Proteobacteria; 
2076091 2076054 73 


Proteobacteria; 


110 


110 


110 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadacea 


110 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


110 


Gammaproteobacteria; 


gi|219878167 


gi|219878166 


gi|219878165 


gi|219878150 


gi|219878149 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


209084 Bacteria_16S 
johnsonii strain 
johnsonii Bacteria; 
209084 Bacteria_16S 


strain IBS 382 16S ribosomal RNA, partial sequence 


Firmicutes; 


2083879 2083842 73 


ATCC 33200 16S ribosomal RNA, 
Lactobacillales; 


2085344 2085307 73 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


209084 Bacteria_16S 


strain T9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


209084 Bacteria_16S 


Soel 16S ribosomal RNA, partial sequence 
Xanthomonadales; 


Gammaproteobacteria; 
209084 Bacteria_16S 


strain 63 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


209084 Bacteria_16S 


hydrothermalis strain SGM-6 16S ribosomal RNA, 
hydrothermalis Bacteria; 


Thermomonas. 
209084 Bacteria_16S 


aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


Nitratireductor. 
209084 Bacteria_16S 
strain SW-47 16S 


209084 Bacteria_16S 
sibiricum strain 
Bacteria; Firmicutes; 
209084 Bacteria_16S 


illinoisensis strain MVAB Hexl 
illinoisensis Bacteria; 


Alkanindiges. 
209084 Bacteria_16S 


strain P-1 16S ribosomal 
Clostridia; 


Firmicutes; 
209084 Bacteria_16S 
elongatus strain 
elongatus Bacteria; 
Microbulbifer. 
209084 Bacteria_16S 


ribosomal RNA, 
Proteobacteria; Gammapro 


Z-7981 


DSM 681 
Prot 


2086894 2086857 73 


2089892 2089855 73 


2092892 2092855 73 


2094445 2094408 73 
Proteobacteria; 


2098979 2098942 73 


2102047 2102010 73 
partial 


2105185 2105148 73 


Clostridia; 
2108109 2108072 73 


Proteobacteria; 
2109642 2109605 73 


Clostridiales; 
2117277 2117240 73 


2121810 2121773 73 


Clostridiales; 


RNA, partial sequence 


20257 


sequence 


Gammaproteobacteria; Xan 


20440 


20595 
Eubacterium. 


sequence 


ref 


ref 
par 


ref 


Chr 
ref 


ref 


ref 


ref 


ref 


2040918 204243 
thomonadales; Xanthomonadaceae; 


2042490 204400 
Xantho: 


53 2045572 Lutei 
Luteimonas. 


20 2060972 Eubac 


2061023 206241 


NR_025317.1 


NR_025316.1 


NR_025315.1 


omatium. 
NR_025306.1 


NR_025305.1 


NR_025304.1 


e; 
NR_025289.1 


NR_025288.1 


Aeromonas popoffii 


59 2027165 Aeromonas popoffii Bacteria; 
Aeromonas. 


Pectobacterium 


tial sequence 2027216 2028703 
Proteobacteria; Gammaproteobacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


Stenotrophomonas 
2 Stenotrophomonas 


monadales; Xanthomonadaceae; 


Luteimonas mephitis 


monas mephitis Bacteria; 


Eubacterium sulci 


terium sulci Bacteria; 


Lamprocystis 
5 Lamprocystis 


Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
110 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
2074760 2076200 Bartonella tribocorum Bacteria; 
Bartonella. 
110 gi|219878134|ref|NR_025273.1| Lactobacillus 
partial sequence 2082477 2083963 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
110 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
2084014 2085453 Bartonella alsatica Bacteria; 
Bartonella. 
110 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
2085504 2087002 Alcanivorax jadensis Bacteria; 
Alcanivoracaceae; Alcanivorax. 
110 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 


2088549 2089942 Ne 
Sinobacteraceae; 


110 


110 


110 


110 
sequence 


110 


110 


16S ribosomal RNA, 


110 


Clostridiaceae; 


110 


110 


partial 
Gammaproteobacteria; 


Nevskia. 
gi|219878128 
2091488 20930 


219878126 
sequence 


gi 


219878123 


gi 


gi|219878121 
2100672 21021 


gi|219878117 


16S ribosomal RNA, partial sequence 21038 
Clostridiaceae; 


gi|219878115 


complete sequen 
Gammaproteobacteria; 


gi| 219873437 
2108290 21097 


gi|219857657 


0 16S ribosomal RNA, partial sequence 
eobacteria; Gammaproteobacteria; 


gi|219857654 


vskia r 


Rhizobial 


Alteromonada 


ref 


ref 


ref 


ref 


Anox 
ref 


ref 


ref 


is} 


2093069 209454 
Xanthomonadales; Xanthomonadaceae; 


2097632 209908 
Phyllobacteriaceae; 


27 2105235 Anoxyn 


NR_025267.1 


Shewanella. 
NR_025265.1 


NR_025262.1 
es; 
NR_025260.1 


e; Alteromon 
NR_025256.1 


ynatronum. 
NR_025254.1 


ce 2106707 210823 
Pseudomo 


nadales; Mor 


NR_026099.2 


NR_025246.1 


115900 211739 
Alteromonadaceae; 


les; 


ref 


NR_025243.1 


amosa Bacteria; 


Proteobacteria; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Thermomonas 
6 Thermomonas 


Nitratireductor 
7 Nitratireductor 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
teobacteria; Alteromonadales; Alteromonadacea 


as. 
Anoxynatronum 
atronum sibiricum 


Alkanindiges 
9 Alkanindiges 


axellaceae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 
Clostridium. 


Microbulbifer 
0 Microbulbifer 


Cedecea davisae strain 


DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 


209084 Bacteria_ 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 
microaerophila Bacteria; 


Thioalkalispira. 


209084 Bacteria_ 
salipaludis strain SM-1 


Bacteria; 


209084 Bacteria_ 
strain Ps 9-14 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Proteobacteria; 


209084 Bacteria_ 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 
umsongensis Bacteria; 


Pseudomonas. 


209084 Bacteria_ 
strain Pss 26 16S 


Proteobacteria; 


209084 Bacteria_ 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 


inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 


209084 Bacteria_ 


Proteobacteria; 


16S 2127922 2127885 73 
Proteobacteria; 


16S 2138450 2138413 73 


16S 2144442 2144405 73 


16S 2145947 2145910 73 
Proteobacteria; 


16S 2147452 2147415 73 


16S 2153489 2153452 73 


16S 2154973 2154936 73 


110 


Gammaproteobacteria; 


110 


16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; 


110 


Pseudomonadales; 


110 


Gammaproteobacteria; 


110 


ribosomal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


110 


110 


Alteromonadales; 


strain H-8 16S ribosomal 
Proteobacteria; Alphapro 
209084 Bacteria_16S 
zeaxanthinifaciens strai 
zeaxanthinifaciens Bacte 
Paracoccus. 
209084 Bacteria_16S 
strain NCIMB 8634 
Proteobacteria; 
209084 Bacteria_16S 
strain NCIMB 8633 
Proteobacteria; 
209084 Bacteria_16S 


2171750 2171713 73 
16S ribosomal 
Gammaproteobacteria; 


RNA, partial sequence 


teobacteria; Rhodospirillales; 
2159485 2159448 73 
n ATCC 21588 16S ribosomal RNA, 
ria; Proteobacteria; Alphaproteobacteria; 


110 


110 


110 


110 


strain YKJ-103 16S ribosomal RNA, partial sequence 


Proteobacteria; 
209084 Bacteria_16S 
taiwanensis strain CB-22 
taiwanensis Bacteria; 
Pseudoxanthomonas. 
209084 Bacteria_16S 
strain K9951 16S 
Proteobacteria; 


Gammaproteobacteria; 


Proteobacteria; 


2188416 2188379 73 
ribosomal RNA, 
Gammaproteobacteria; Legionellales; Legionellacea 


209084 Bacteria_16S 
pantheris strain 
pantheris Bacteria; 
209084 Bacteria_16S 


209084 Bacteria_16S 
strain MK405 16S 
209084 Bacteria_16S 
209084 Bacteria_16S 
Bacteria; 
209084 Bacteria_16S 


209084 Bacteria_16S 


209084 Bacteria_16S 


209084 Bacteria_16S 


2197508 2197471 73 
LMG 21017 16S ribosomal RNA, 
Firmicutes; 
2200529 2200492 73 
strain MX9 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2202040 2202003 73 
ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2203562 2203525 73 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 
2206560 2206523 73 
gallopavonis strain WR1 16S ribosomal RNA, partial sequence 22052 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2209587 2209550 73 
strain H831 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2211115 2211078 73 
strain CH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2217113 2217076 73 
strain 1340 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2220176 2220139 73 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 


110 


6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


110 
partial sequence 


110 


Lactobacillales; 


110 


110 


110 


110 


110 


110 


110 


110 


RNA, partial sequence 
Pseudomonadales; 
2173301 2173264 73 
16S ribosomal 
Gammaproteobacteria; 


RNA, partial sequence 
Pseudomonadales; 
2176289 2176252 73 


Pseudomonadales; 
2185336 2185299 73 


complete 
Lactobacillaceae 


gi| 219857650 


gi|219857643 


gi| 219857639 
2143068 21445 
gi|219857638 


gi|219857637 
2146078 21475 
gi|219857633 


gi|219857632 
2153652 21550 


219857629 
partial s 


gi 


219857621 
21703 


gi 


219857620 
21719 


gi 


gi|219857616 
2174910 21764 

Moraxellace 
gi|219857609 


Xantho: 


gi|219857607 
2187032 21885 


219857601 
sequence 


gi 
gi|219857599 
2199190 22006 


gi|219857598 
2200688 22021 


gi|219857597 


gi|219857595 


gi| 219857593 
2208244 22096 


gi| 219857592 
2209746 22112 


gi|219857588 
2215772 22172 


gi|219857586 


Chromatiales; 


Pseudomonadaceae; 


Pseudomonadales; 


Pseudomonadaceae; 


Rhodobacterales; 


Pseudomonadaceae; 


Pseudomonadaceae; 


ref |NR_025239.1 
2126557 212798 


ref |NR_025232.1 


ref |NR_025228.1 


ref|NR_025227.1 
2144573 214602 


ref |NR_025226.1 


ref |NR_025222.1 


152193 215360 


is} 


ref|NR_025221.1 
Rubritep 
ref|NR_025218.1 
equence 215819 
Rhodobacterales 


ref|NR_025210.1 
56 2171849 Cellvi 
Cellvibri 
ref |NR_025209.1 
00 2173400 Cellvi 
Cellvibri 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref |NR_025198.1 
183928 218546 
monadales; Xanth 


ND 


ref|NR_025196.1 
e; Legionella. 
ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 
ref|NR_025187.1 


ref|NR_025186.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025181.1 


ref|NR_025180.1 


ref 


NR_025176.1 


ref 


Thioalkalispira 
9 Thioalkalispira 


Ectothiorhodospiraceae; 


Microbulbifer 


73 2138564 Microbulbifer salipaludis 
Alteromonadaceae; 


Microbulbifer. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomonas. 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
Pseudomonas. 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 
Acetobacteraceae; 


ida. 

Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
(on 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
Os 

Psychrobacter jeotgali 
jeotgali Bacteria; 

ry 

Pseudoxanthomonas 

6 Pseudoxanthomonas 
omonadaceae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Lactobacillus 
0 Lactobacillus 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Pseudomonas 


NR_025174.1 


2218792 2220307 Pseudomonas 


extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


209084 Bacteria_16S 
strain 7d 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
209084 Bacteria_16S 
aminoxidans strai 
Proteob 
209084 Bacteria_16S 
hongkongensis str 


Bacteria; 


hongkongensis Bac 


209084 Bacteria_16S 
costantinii strai 
costantinii Bacte 


Pseudomonas. 


209084 Bacteria_16S 
ATCC 43380 16S ri 
G 
209084 Bacteria_16S 
NCTC 5923 16S rib 
G 
209084 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain ATCC 33638 
Bacteria; 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


209084 Bacteria_16S 


strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


209084 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


209084 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


209084 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


209084 Bacteria_16S 


azotonutricium st 
azotonutricium Ba 


209084 Bacteria_16S 


ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 


209084 Bacteria_16S 


issachenkonii str 
issachenkonii Bac 


Pseudoalteromonas. 
209084 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


209084 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


209084 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


209084 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


209084 Bacteria_16S 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


209084 Bacteria_16S 


Proteob 
209084 Bacteria_16S 


2221685 2221648 73 
osomal RNA, partial sequence 


110 gi 


2223095 2223058 73 110 gi 
acteria; Alphaproteobacteria; 
2230781 2230744 73 110 gi 
teria; Proteobacteria; 
2235334 2235297 73 110 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; 


2239918 2239881 73 110 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241429 2241392 73 110 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242940 2242903 73 110 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
2244451 2244414 73 110 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


gi 


2245899 2245862 73 110 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


2255139 2255102 73 110 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


2264453 2264416 73 110 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2269128 2269091 73 110 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2270659 2270622 73 110 gi 
rain ZAS-9 16S ribosomal RNA, partial 

cteria; Spirochaetes; Spirochaetales; 

2272170 2272133 73 110 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2273643 2273606 73 110 gi 
ain KMM 3549 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


2278290 2278253 73 110 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2279801 2279764 73 110 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2282823 2282786 73 110 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2284377 2284340 73 110 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2287360 2287323 73 110 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


2291838 2291801 73 110 gi 


n 14a 16S ribosomal RNA, partial seque 
Rhizobia 


ain HKU1 16S ribosomal RNA, partial se 


Betaproteobacte 


Gammaproteobacter 


Enteroba 


ne 


ri 


s 


E 


E 


Pp 
ob 


le 


en 


en 
ir 
D 


se 
Sp 


en 


1 
er 


e 
oc 


eq 
la 
et. 


s 
ct 


ob 


le 


ia 


ct 


id 


na 


e 
S; 


ence 
a; 


’ 


Ss; 


iales 


dales; 


cales; 


uence 


eria; 


219857585 
2220358 22217 
acterace 
219857584 
22217 
Xanth 
219857579 
qu 
Neiss 
219857576 
equence 
Pseudo: 


219857573 
2238534 22399 
nterobac 
219857572 
2240045 22415 
nterobac 
219857571 

22415 
eriales; 
219857570 
artial s 
acteria; 


219857569 
22445 
Rhizo 


219857563 
ce 22537 


Fa 


219857557 
ce 22630 
illales; 
219857554 
2267708 22692 
esulfoba 
219857553 
quence 

irochaet 
219857552 
ce 22707 


P 


219857551 
sequence 
ia; Alte 


219857548 
22768 


M 


219857547 
2278443 22799 


219857545 


smatacea 
219857544 
2282981 22844 
hylococe 
219857541 
equence 


Ch 


ref|NR_025173.1 
41 Xanthobacter 
ae; Xanthobacter 
ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref|NR_025167.1 
23086 
isser 


mona: 


ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025142.1 


cteraceae; Desul 
ref|NR_025141.1 

2269277 227073 
aceae; Trep 
ref|NR_025140.1 
90 2272278 Pseudo 
seudoalteromonad 


romonadales 
ref|NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 


v 
ref|NR_025135.1 


ref eS 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025129.1 

2285990 228738 
romatiales; Ecto 


219857538 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


onema. 


Xanthobacter viscosus 


viscosus Bacteria; 


Xanthobacter 
bacter aminoxidans 
nthobacter. 

Laribacter 
2 Laribacter 
iaceae; Laribacter. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Treponema 
9 Treponema 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Methylobacter marinus 
marinus Bacteria; 
cter. 

Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


ref|NR_025126.1 
2290487 229196 


Pseudoalteromonas 
9 Pseudoalteromonas 


209084 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


strain IBS 193 16 


2293382 2293345 73 110 
5c 16S ribosomal RNA, partial 


gi 


2296360 2296323 73 110 
ibosomal RNA, partial sequence 


gi 


2297826 2297789 73 110 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


209084 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


209084 Bacteria_16S 


lutaoensis strain 
Bacteria; 


Proteob 
209084 Bacteria_16S 


2302257 2302220 73 110 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
2303807 2303770 73 110 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


2318991 2318954 73 110 gi 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


209084 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


209084 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; 


strain CFML 97-51 
Bacteria; Proteob 


209084 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


209084 Bacteria_16S 


strain DM12 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
209084 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


209084 Bacteria_16S 


strain LBB1 16S r 


G 
209084 Bacteria_16S 


acteria; Gammaproteobacteria; Xanthomo 
2320583 2320546 73 110 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2322134 2322097 73 110 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323686 2323649 73 110 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2332616 2332579 73 110 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


2335667 2335630 73 110 
ibosomal RNA, partial sequence 


gi 


2337078 2337041 73 110 gi 
n ALG 1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
r. 
2341589 2341552 73 110 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


209084 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


209084 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


209084 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


209084 Bacteria_16S 


strain IBS 325 16 


2350651 2350614 73 110 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2352172 2352135 73 110 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2391724 2391687 73 110 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2396255 2396218 73 110 gi 
S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


209084 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


209084 Bacteria_16S 


viterbiensis stra 
viterbiensis Bact 


209084 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


209084 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


209084 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


209084 Bacteria_16S 


2405371 2405334 73 110 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2406885 2406848 73 110 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2414650 2414613 73 110 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2425444 2425407 73 110 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2431243 2431206 73 110 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2435825 2435788 73 110 gi 


gi 


sequence 
psilonproteobacteria; Campylobacterale 
209084 Bacteria_16S 
strain 91-4 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
209084 Bacteria_16S 


219857536 

22920 

S; 
219857533 


2295034 22964 


nellaceae; 
219857532 


2296489 22979 


nellaceae; 
219857529 


2300928 2302353 Afipi 


ipia. 

219857528 
ence 23024 
nadales; 
219857517 
ence 23175 
nadales; X 
219857516 
sequence 
teria; Xan 


219857515 
23207 
seudomon 
219857514 
23223 
nadales; P 
219857508 
sequence 
ria; Campy 


219857505 


2334350 23357 


hodobacter 
219857504 
uence 

ia; Rhodob 


v 


219857501 


2340265 23417 


hodobacter 
219857494 
ence 23493 
les; Hypho 
219857493 
23507 
nergistace 
219857466 


2390343 23918 


Halomonad 
219857463 


2394935 23963 


nellaceae; 
219857457 


2403965 24054 


illus. 

219857456 
1 sequence 
iales; Clo 
219857451 


2413261 24147 


ethylococc 
219857442 
24240 
ales; Halo 
219857437 
quence 

diales; Ru 
219857431 


peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


Helicob 


Alter 


ad 


ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025121.1 


tonella. 
NR_025120.1 


Bar 
ref 


tonella 
NR_025117.1 
rgiae Bacter 


Bar 
ref 
a bi 


ref|NR_025116.1 
04 2303932 Marino 

omonadaceae; 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae 


thomonadales; 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref |NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 
ref|NR_025093.1 
aceae; Paracoccu 
ref |NR_025092.1 

2335756 233710 
acterales; Rhodo 
ref|NR_025089.1 
aceae; Rhodobaca 
ref |NR_025082.1 
35 2350745 Hyphom 
microbiaceae; Hy 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025054.1 


acea 
ref 


e; Halomona 
NR_025051.1 


Bartonella. 
ref|NR_025045.1 
86 Lactobacillus 


ref |NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025039.1 


aceae; Methylosa 
ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_025025.1 

2429869 243135 
minococcaceae; P 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 
nthomonadaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 
Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Helicobacter 
4 Helicobacter 
licobacteraceae; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Roseinatronobacter 

2 Roseinatronobacter 

bacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 

Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Lactobacillus kimchii 
kimchii Bacteria; 


Caloramator 
6 Caloramator 
oramator. 
Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Papillibacter 

9 Papillibacter 
apillibacter. 


ref |NR_025019.1 
2434473 243595 


Clostridium 
3 Clostridium 


209084 Bacteria_16S 2440391 2440354 73 110 gi|219857428|ref|NR_025016.1| Methylobacter 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 2440521 Methylobacter 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylobacter. 
209084 Bacteria_16S 2441951 2441914 73 110 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
paradoxus strain ARh1l 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
209084 Bacteria_16S 2446526 2446489 73 110 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

209084 Bacteria_16S 2448031 2447994 73 110 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
209084 Bacteria_16S 2457165 2457128 73 110 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 2455783 2457213 Aeromonas 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonadaceae; Aeromonas. 
209084 Bacteria_16S 2463133 2463096 73 110 gi|219857408|ref|NR_024996.1| Raoultella planticola 
strain ATCC 33531 16S ribosomal RNA, partial sequence 2461740 2463175 Raoultella planticola 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 

209084 Bacteria_16S 2464597 2464560 73 110 gi| 219857407 |ref|NR_024995.1] Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


209084 Bacteria_16S 2466199 2466162 73 110 gi|219857406|ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

209084 Bacteria_16S 2469323 2469286 73 110 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 


aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
209084 Bacteria_16S 2470807 2470770 73 110 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioalkalivibrio nitratis 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


209084 Bacteria_16S 2472311 2472274 73 110 gi|219857402|ref|NR_024990.1| Thioalkalivibrio 
versutus strain AL2 16S ribosomal RNA, partial sequence 2470921 2472353 Thioalkalivibrio versutus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
209084 Bacteria_16S 2478177 2478140 73 110 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 
strain 3T 16S ribosomal RNA, partial sequence 2476824 2478244 Mycoplasma indiense Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

209084 Bacteria_16S 2479649 2479612 73 110 gi|219857397|ref|NR_024985.1| Mycoplasma cloacale 
strain 383 16S ribosomal RNA, partial sequence 2478295 2479747 Mycoplasma cloacale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

209084 Bacteria_16S 2481158 2481121 73 110 gi|219857396|ref|NR_024984.1| Mycoplasma falconis 
strain H/T1 16S ribosomal RNA, partial sequence 2479798 2481265 Mycoplasma falconis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

209084 Bacteria_16S 2482668 2482631 73 110 gi|219857395|ref|NR_024983.1| Mycoplasma faucium 
strain DC333 16S ribosomal RNA, partial sequence 2481316 2482774 Mycoplasma faucium Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

209084 Bacteria_16S 2485691 2485654 73 110 gi|219857393|ref|NR_024981.1| Mycoplasma subdolum 
strain TB 16S ribosomal RNA, partial sequence 2484337 2485798 Mycoplasma subdolum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

209084 Bacteria_16S 2487210 2487173 73 110 gi|219857392|ref|NR_024980.1| Mycoplasma spumans 
strain PG13 16S ribosomal RNA, partial sequence 2485849 2487317 Mycoplasma spumans Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

209084 Bacteria_16S 2488723 2488686 73 110 gi|219857391|ref|NR_024979.1| Mycoplasma buccale 


strain CH20247 16S ribosomal RNA, partial sequence 2487368 2488830 Mycoplasma buccale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
209084 Bacteria_16S 2490236 2490199 73 110 gi|219857390|ref|NR_024978.1| Mycoplasma equirhinis 
strain M432/72 16S ribosomal RNA, partial sequence 2488881 2490343 Mycoplasma equirhinis Bacteria; 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


209084 Bacteria_16S 2491747 2491710 73 110 gi|219857389|ref|NR_024977.1| Mycoplasma anseris 
strain 1219 16S ribosomal RNA, partial sequence 2490394 2491854 Mycoplasma anseris Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

209084 Bacteria_16S 2503812 2503775 73 110 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
209084 Bacteria_16S 2506869 2506832 73 110 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 


strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 

209084 Bacteria_16S 2508390 2508353 73 110 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 


209084 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


209084 Bacteria_16S 
somal RNA, partial sequence 2514611 2516064 Calor 
Clostridiaceae; 


strain Z 16S ribo 
Clostridia; Clost 


209084 Bacteria_16S 
rain SBK26 16S ribosomal RNA, 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


209084 Bacteria_16S 
rain DBK11 16S ribosomal RNA, 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


209084 Bacteria_16S 


hyointestinalis s 


Campylobacterales 


209084 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


strain A3.12 16S 


Proteobacteria; D 


strain C-29 16S r 
strain CIP 105469 
Bacteria; Proteob 


strain CIP 105470 
Proteobacteria; G 


209084 Bacteria_16S 
ribosomal RNA, partial sequence 
Synergistales; 


strain ILE-3 16S 
Synergistetes; Sy 


209084 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


209084 Bacteria_16S 
train DSM 3953 16S ribosomal RNA, partia 
Clostridia; 


acidaminophilum s 
acidaminophilum B 


209084 Bacteria_16S 
bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


strain AN1 16S ri 


2509900 2509863 73 


2515970 2515933 73 


ridiales; 
2522059 2522022 73 


cteria; Proteobacteria; 


2523539 2523502 73 


cteria; Proteobacteria; 


2526553 2526516 73 


ubsp. 


2529611 2529574 73 


2534176 2534139 73 


2550263 2550226 73 


2556365 2556328 73 


2557931 2557894 73 


2560997 2560960 73 


nergistia; 


2562557 2562520 73 


2564079 2564042 73 


2565581 2565544 73 


acteria; Firmicutes; 
2568659 2568622 73 


209084 Bacteria_16S 
frigidicarnis strain SPL77A 16S ribosomal RNA, 


frigidicarnis Bac 


209084 Bacteria_16S 
strain CIP 105274 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
209084 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


209084 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


strain CIP 104664 
Bacteria; Proteob 


strain CIP 104883 
Bacteria; Proteob 


2570139 2570102 73 
teria; Firmicutes; 
2571690 2571653 73 
2573248 2573211 73 
s Bacteria; Firmicutes; 
2580811 2580774 73 
2582377 2582340 73 


16S ribosomal RNA, 


2583947 2583910 73 


2585516 2585479 73 


acteria; Gammaproteobacteria; 
209084 Bacteria_16S 


110 


FN-Cf£55 16S ribosomal RNA, partial sequence 
; Proteobacteria; Alphaproteobacteria; 


110 


110 


110 


110 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 
; Campylobacteraceae; Campylobacter. 


110 


16S ribosomal RNA, partial sequence 2528225 25296 
ammaproteobacteria; Pseudomonadales; P 
209084 Bacteria_16S 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
209084 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 
209084 Bacteria_16S 


110 


110 


110 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
209084 Bacteria_16S 


110 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


110 


110 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
209084 Bacteria_16S 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteobacteria; 


110 


110 


110 


s strain SR3 16S ribosomal RNA, partia 


8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
209084 Bacteria_16S 
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1 sequence 
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110 gi| 219857281 
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110 gi| 219857280 
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110 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
209084 Bacteria_16S 
strain CFML 96-170 16S ribosomal RNA, partial sequence 


110 


Caloramator. 


partial 
Gammaproteobacteria; 


partial 
Gammaproteobacteria; 


Pseudomonadales; 


Synergistaceae; 


Clostridiales; 


Pseudomonadales; 


Pseudomonadales; 


gi|219857371 


Rhodospir 


gi|219857367 


219857363 
sequence 
Pse 


gi 


219857362 
sequence 
Pse 


gi 


219857360 
RNA, pa 


gi 


gi| 219857358 
seudomonad 
gi| 219857355 
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Bacteriov 
gi| 219857344 
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P 
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seudomonad 
gi| 219857337 
2559665 25611 
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seudomonad 
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ial sequen 
Cc 


gi 


gi 


gi 


gi 
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1 sequen 


gi 
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P 
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P 
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gi 


ref |NR_024959.1 
2508571 251001 
illales; Acetoba 


ref|NR_024955.1 
amator coolhaasi 


ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref 
rtia 


NR_024948.1 
1 sequence 


ref|NR_024946.1 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 
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i Bacteria; Firmicutes; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Campylobacter 
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Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


aceae; Pseudomon 
ref|NR_024943.1 
56 Peredibacter 
Ooracaceae; Pered 
ref|NR_024932.1 


as. 
Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Bartonella. 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024925.1 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


acterium. 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


ref |NR_024922.1 
ce 2564201 256570 
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ref|NR_024920.1 


Pseudomonas mosselii 
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Helicobacter 
0 Helicobacter 
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Eubacterium 
8 Eubacterium 
Eubacterium. 
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17 Nitrobacter alkalicus Bacteria; 


ae; Nitrobacter. 
ref|NR_024919.1 

2568768 25 4 
ostridiaceae; Cl 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 


s; Clostridiacea 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
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gi 


Clostridium 
8 Clostridium 
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Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Clostridium 
7 Clostridium 
e; Clostridium. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 


ref|NR_024909.1 


2584125 2585640 Pseudomonas orientalis 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


209084 Bacteria_16S 
in MMB1 16S ribosomal RNA, 
Proteobacteria; 


mediterranea stra 
mediterranea MMB- 


209084 Bacteria_16S 


strain CIP 105273 


Proteobacteria; G 
209084 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


Firmicutes; 


strain ATCC 51603 
Proteobacteria; G 


strain ACCC 19665 
Bacteria; Proteob 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


209084 Bacteria_16S 


strain hl 16S rib 


strain CDC 0876-5 
Bacteria; Proteob 


strain CDC 2991-8 
Proteobacteria; G 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


209084 Bacteria_16S 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 26725 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
209084 Bacteria_16S 
manihotivorans strain OND 32 16S ribosomal RNA, 


manihotivorans Ba 


209084 Bacteria_16S 
subterraneus strain C55 16S ribosomal RNA, partial sequence 26742 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 
209084 Bacteria_16S 
strain Pd55 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
209084 Bacteria_16S 
train CSK1 16S ribosomal RNA, 
Clostridia; 


straminisolvens s 
straminisolvens B 


209084 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


kitasatonis strai 
kitasatonis Bacte 


209084 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


209084 Bacteria_16S 


strain AAO8 16S r 


strain SHK-1 16S 
Proteobacteria; D 


Clostridia; 
209084 Bacteria_16S 

selangorensis strain LMG 17710 16S ribosomal RNA, partial 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 
209084 Bacteria_16S 


2587094 2587057 73 


1 Bacteria; 
2596354 2596317 73 


2597920 2597883 73 
16S ribosomal RNA, 


2616452 2616415 73 


Clostridiales; 


2618033 2617996 73 


2621112 2621075 73 


2624076 2624039 73 


2625652 2625615 73 


Bacteria; Proteobacteria; 


2631754 2631717 73 


2636240 2636203 73 


2637804 2637767 73 


2648621 2648584 73 


2672481 2672444 73 


2674033 2673996 73 


cteria; Firmicutes; 
2675606 2675569 73 


2677072 2677035 73 


2683177 2683140 73 
acteria; Firmicutes; 
2696349 2696312 73 
2705527 2705490 73 


Firmicutes; 
2708620 2708583 73 


ria; 


2710044 2710007 73 


2714424 2714387 73 


2715947 2715910 73 


acteria; Alphaproteobacteria; 
209084 Bacteria_16S 
strain RP5557 16S ribosomal RNA, partial 
Gammaproteobacteria; X 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
209084 Bacteria_16S 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
209084 Bacteria_16S 


110 


complete sequence 
Gammaproteobacteria; 


110 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


110 


complete sequence 
acteria; Gammaproteobacteria; 
209084 Bacteria_16S 
strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Family XII. 


110 


110 


110 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobac 
209084 Bacteria_16S 
16S ribosomal RNA, partial sequence 


110 gi| 219857249 
26227 

Rhizobiales; Phyll 
110 gi| 219857248 


110 


110 


8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
209084 Bacteria_16S 


110 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobac 
209084 Bacteria_16S 
DSM 5322 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


110 


110 


110 


Lactobacillales; L 


110 


S-877 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 
209084 Bacteria_16S 
n JCM 1039 16S ribosomal RNA, 
Lactobacillales; 


110 gi| 219857205 

2675717 26771 

110 gi|219857201 
partial sequence 
Clostridiales; 

110 gi|219857191 

26950 
Rhodospirillales; 
110 gi| 219857185 
partial sequence 

Lactobacillace 

110 gi| 219857183 


n EP1-55-1% 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Epsilonproteobacteria; Camp 


110 


110 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhygromyxa. 
209084 Bacteria_16S 


110 


Enterobacteriales; 


Ss; 
2 
complete sequence 
a 
2 


gi| 219857277 


219857271 
25949 


gi 


219857270 
25965 


gi 
gi|219857255 


219857254 
sequenc 


gi 


219857252 
26197 


gi 


sequenc 
gi|219857238 
2630432 26317 


219857234 
26348 


gi 


219857233 
26364 


gi 


gi|219857226 


Thiotric 


gi|219857208 
Helicob 
gi| 219857207 
ctobacill 


gi| 219857206 


gi|219857182 
2708714 27101 
Acetobacte 
gi|]219857179 
2713036 27145 


ref 


ref 


ref 


ref 


ref 


ref 


teriaceae; 
ref 


obacteriaceae; 
ref 


ref 


ref 


ref 


teriaceae; 
ref 


hales; 
ref 


acteraceae; 
ref 


aceae; 
ref 


gi| 219857178 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 


ref 


NR_024908.1 
2585691 2587224 Marinomonas 
Oceanospirillales; 
NR_024902.1 
61 2596478 Pseudomonas mandelii Bacteria; 
Pseudomonas. 
NR_024901.1 
29 2598044 Pseudomonas libanensis 
Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
NR_024886.1 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; 
NR_024885.1 
e 2616635 2618129 Paralactobacillus 
Paralactobacillus. 
NR_024883.1 
36 2621149 Kluyvera georgiana Bacteria; 
Kluyvera. 
NR_024879.1 
31 2624203 Mesorhizobium amorphae 


NR_024878.1 
e 2624254 26257 
anthomonadales; 


NR_024866.1 
92 Methylarcula 
aceae; Methylarcula. 
NR_024862.1 
42 2636362 Citrobacter werkmanii 
Enterobacteriaceae; 
NR_024861.1 
13 2637923 Citrobacter farmeri Bacteria; 
Citrobacter. 

NR_024854.1 
2647248 26486 
Piscirickettsiaceae; 


NR_024836.1 
55 Helicobacter 


NR_024806.1 


Marinomonas 
Marinomonas. 
Pseudomonas mandelii 


Pseudomonas libanensis 


Fusibacter paucivorans 
Fusibacter. 
Paralactobacillus 


Kluyvera georgiana 


Mesorhizobium amorphae 


Mesorhizobium. 
Rhodanobacter 
56 Rhodanobacter 
Xanthomonadaceae; 


Methylarcula terricola 
terricola Bacteria; 


Citrobacter werkmanii 
Citrobacter. 


Citrobacter farmeri 


Thiomicrospira 
71 Thiomicrospira 


Helicobacter ganmani 
ganmani Bacteria; 


Helicobacter. 
NR_024835.1 
2672606 26741 
Lactobac 
NR_024834.1 
15 2675666 Thiobacter subterraneus 


Lactobacillus 
64 Lactobacillus 
illus. 
Thiobacter 


ref|NR_024833.1| Lebetimonas acidiphila 
47 Lebetimonas acidiphila Bacteria; 
Lebetimonas. 
ref|NR_024829.1| Clostridium 
2681812 2683258 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_024819.1| Saccharibacter 
10 2696445 Saccharibacter floricola 
Acetobacteraceae; Saccharibacter. 
ref |NR_024813.1| Lactobacillus 
2704122 2705627 Lactobacillus 
ae; Lactobacillus. 
ref|NR_024811.1| Hydrogenimonas 
2707242 2708663 Hydrogenimonas 
ylobacterales; Hydrogenimonaceae; 
ref|NR_024810.1| Asaia krungthepensis 
24 Asaia krungthepensis Bacteria; 
raceae; Asaia. 
ref|NR_024807.1| Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Psychrobacter 


2714566 2716057 Psychrobacter 


209084 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


209084 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


209084 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


209084 Bacteria_16S 


strain MKT 106 16 


Proteobacteria; G 


209084 Bacteria_16S 


strain Yo-3 16S r 


2717489 2717452 73 110 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
ammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

2722063 2722026 73 110 gi|219857174|ref|NR_024802.1| Sulfurovum 
rain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
cteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

2731253 2731216 73 110 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

2741614 2741577 73 110 gi|219857160|ref|NR_024788.1| Agarivorans albus 
S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

2762407 2762370 73 110 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
ibosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 
2763860 2763823 73 110 gi|219857142|ref|NR_024770.1| Edwardsiella tarda 


209084 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


209084 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


209084 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


209084 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


209084 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


209084 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


209084 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


209084 Bacteria_16S 


S60-1 16S ribosom 
Alphaproteobacter 


209084 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


209084 Bacteria_16S 


strain 71 16S rib 
Proteobacteria; A 


209084 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


209084 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


209084 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


209084 Bacteria_16 


strain ATCC 13522 
Bacteria; Proteob 


209084 Bacteria_16 


strain ATCC 12775 
Proteobacteria; G 


209084 Bacteria_16 


strain ATCC 33616 
Bacteria; Proteob 


209084 Bacteria_16 


strain ATCC 49968 


16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2762542 27639 


40 Edwardsiella 


tarda ATCC 15947 


acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

2765376 2765339 73 110 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella ictaluri Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

2766892 2766855 73 110 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

2780599 2780562 73 110 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
bosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
ammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

2782066 2782029 73 110 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 

ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
ammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

2783532 2783495 73 110 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
ibosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
ammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

2795563 2795526 73 110 gi|219857120|ref|NR_024748.1| Alkaliphilus 
rain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

2810648 2810611 73 110 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
al RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 


ia; Rhodospirillales; Acetobacteraceae; Asaia. 

2816638 2816601 73 110 gi|219856913|ref|NR_024734.1| Pseudomonas 
n AL15-21 16S ribosomal RNA, partial sequence 2815260 2816748 Pseudomonas 
ria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

2825694 2825657 73 110 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
osomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

2842461 2842424 73 110 gi|219856896|ref|NR_024715.1| Halanaerobium 

R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
tes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

2847050 2847013 73 110 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
7 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

2851711 2851674 73 110 gi|219856890|ref|NR_024709.1| Pseudomonas 
n ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
ria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

2853280 2853243 73 110 gi| 219856889 |ref|NR_024708.1| Pseudomonas geniculata 

16S ribosomal RNA, partial sequence 2851886 2853382 Pseudomonas geniculata 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 

s 2854813 2854776 73 110 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 

16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

s 2856383 2856346 73 110 gi|219856887|ref|NR_024706.1| Pseudomonas flectens 

16S ribosomal RNA, partial sequence 2854985 2856506 Pseudomonas flectens Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 

s 2857959 2857922 73 110 gi|219856886|ref|NR_024705.1| Pseudomonas cissicola 

16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

Ss 2859496 2859459 73 110 gi|219856885|ref|NR_024704.1| Pseudomonas lundensis 


2858110 2859620 Pseudomonas lundensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


209084 Bacteria_16S 
carboxydohydrogen 
carboxydohydrogen 
209084 Bacteria_16S 
strain DSM 3050 1 
Proteobacteria; 
209084 Bacteria_16S 


2860995 2860958 73 110 


2864098 2864061 73 110 


2867181 2867144 73 110 


stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


stanieri Bacteria; 
Marinobacterium. 
209084 Bacteria_16S 
nitritogenes stra 
nitritogenes Bacteria; 
209084 Bacteria_16S 
strain JCM 6484 1 
Firmicutes; Clostridia; Clostridiales; 
209084 Bacteria_16S 2890351 2890314 73 
strain JCM 9989 1 
Firmicutes; Clostridia; Clostridiales; 
209084 Bacteria_16S 2893392 2893355 73 110 
strain S-1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
209084 Bacteria_16S 
plecoglossicida s 
plecoglossicida B 
Pseudomonas. 
209084 Bacteria_16S 


2887303 2887266 73 110 


Firmicutes; Clostridia; 


2888826 2888789 73 110 


110 


2920909 2920872 73 110 


acteria; Proteobacteria; 


2924000 2923963 73 110 


japonensis strain 12-3 16S ribosomal RNA, partial seque 


Bacteria; Proteobacteria; Gammaproteobacteria; 
209084 Bacteria_16S 2926841 2926804 73 110 
carotinifaciens strain E-396 16S ribosomal RNA, 


Paracoccus. 
209084 Bacteria_16S 2928398 2928361 73 110 
minutulum strain ATCC 19193 16S ribosomal RNA, 
minutulum Bacteri 
209084 Bacteria_16S 
strain IFO 13613 


2929874 2929837 73 110 


209084 Bacteria_16S 2931381 2931344 73 110 
strain IFO 15467 
Proteobacteria; 

209084 Bacteria_16S 2932888 2932851 73 110 
japonicum strain ATCC 19191 16S ribosomal RNA, 
japonicum Bacteri 
209084 Bacteria_16S 2934401 2934364 73 110 
jannaschii strain IFO 15466 16S ribosomal RNA, 
jannaschii Bacter 
Marinobacterium. 

209084 Bacteria_16S 


2935909 2935872 73 110 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial seq 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


209084 Bacteria_16S 2937389 2937352 73 
multivorum strain AIU 301 16S ribosomal RNA, 
multivorum Bacter 
Acidiphilium. 
209084 Bacteria_16S 
collinoides strai 
collinoides Bacteria; 
209084 Bacteria_16S 
strain JCM1240 16 
Proteobacteria; 
209084 Bacteria 
strain JCM1235 
Proteobacteria; 
209084 Bacteria_ 
strain JCM1237 
Proteobacteria; 
209084 Bacteria_16S 2952586 2952549 73 110 
strain JCM1234 16S ribosomal RNA, partial sequence 
Proteobacteria; 
209084 Bacteria_16S 2954084 2954047 73 110 
strain JCM6051 16S ribosomal RNA, partial sequence 


110 


2946549 2946512 73 110 


Firmicutes; Lactobacillales; 
2948107 2948070 73 110 
S ribosomal RNA, partial sequence 


_ 16S 2949597 2949560 73 110 
16S ribosomal RNA, partial sequence 


16S 2951085 2951048 73 110 
16S ribosomal RNA, partial sequence 


a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaproteob 


6S ribosomal RNA, partial sequence 2862729 28642 
Gammaproteobacteria; Pseudomonadales; P 


in JCM 6485 16S ribosomal RNA, partial 
Clostridia 


6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


6S ribosomal RNA, partial sequence 2888980 28904 
Eubacteriaceae; 
Gammaproteobacteria; Vibrionales; Vibri 


train FPC951 16S ribosomal RNA, partia 
Gammaproteobacteria; 


Xanthomonadales; 
complet 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 
partial 


a; Proteobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


16S ribosomal RNA, partial sequence 2930007 29314 
Gammaproteobacteria; Oceanospirillales; 


partial 
a; Proteobacteria; Gammaproteobacteria; 


partial 
ia; Proteobacteria; Gammaproteobacteri 


complete s 
ia; Proteobacteria; Alphaproteobacteri 


n JCM1123 16S ribosomal RNA, partial s 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


gi| 219856884 
acteria; 


gi| 219856882 


219856880 
equence 
Alteromon 


gi 


219856865 
sequence 
les; Eub 
219856864 


gi 


gi 


gi| 219856863 
Eubacteriu 
gi|219856861 
2892009 28935 
onaceae; 
219856843 
1 sequence 
Ps 


gi 


219856841 
nce 29226 
Xx 
219856839 
e sequence 
Rh 


gi 


gi 


219856838 
sequence 
Oceanosp 
219856837 


gi 


gi 


locystacea 
gi| 219856836 
Oceanobac 
219856835 
sequence 

Oceanosp 
219856834 
sequence 

a; 


gi 


gi 


gi| 219856833 


219856832 
equence 
a; Rhodosp 


gi 


219856826 
equence 
Lactobacillace 
gi| 219856825 
2946729 29481 
Enterobac 
gi| 219856824 
2948221 29496 
Enterobac 
gi| 219856823 
2949709 29511 
Enterobac 
gi| 219856822 
2951208 29526 
Enterobac 


gi 


artial sequenc 


Alteromonadales; 


ref |NR_024703.1 
e 285967 
zobiales; Br 


NR_024701.1 


Rhi 
ref 


Pseudomon 
ref|NR_024699.1 

2865789 286730 
adales; 


ref |NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024683.1 


ref|NR_024682.1 
m. 


ref|NR_024680.1 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref |NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024658.1 

2925520 292697 
odobacterales; 


ref |NR_024657.1 

2927022 292847 
irillales; Marin 
ref|NR_024656.1 
56 Terasakiella 
e; Terasakiella. 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024654.1 
2931509 293296 
irillales; Pseud 
ref |NR_024653.1 
2933018 293448 
Altero: 


ref|NR_024652.1 
uence 293453 
Oceanospirillale 
ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


ref|NR_024645.1 

2945130 294667 
ae; Lactobacillu 
ref |NR_024644.1 


teriaceae; Serra 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 


gi| 219856821 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
seudomonadaceae; 


as. 
Marinobacterium 
5 Marinobacterium 


Alteromonadaceae; 


Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 
Eubacterium. 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
Vibrio. 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Paracoccus 

1 Paracoccus 


Rhodobacteraceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Terasakiella pusilla 


pusilla Bacteria; 


Oceanobacter kriegii 


kriegii Bacteria; 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 

Marinobacterium 
0 Marinobacterium 
monadaceae; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Lactobacillus 
8 Lactobacillus 
Ss. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 


ref|NR_024640.1 


Enterobacter asburiae 


2952708 2954129 Enterobacter asburiae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


cloacae complex. 
209084 Bacteria_16S 
ketosireducens st 
ketosireducens Ba 
Microbacteriaceae; Microbacterium. 

209084 Bacteria_16S 2961495 2961458 73 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; 
209084 Bacteria_16S 2967657 2967620 73 110 
strain LMG 2542 1 


2957048 2957015 77 110 


110 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dicke 
209084 Bacteria_16S 2972239 2972202 73 110 gi|219846942|ref|NR_026534.1 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 297232 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 
Pseudomonas. 

209084 Bacteria_16S 2973754 2973717 73 110 gi| 219846941 |ref|NR_026533.1 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 297388 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 

209084 Bacteria_16S 2975316 2975279 73 110 gi|219846940|ref|NR_026532.1 


strain PCl 16S ri 
Proteobacteria; G 
209084 Bacteria_16S 
strain BS 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
209084 Bacteria_16S 2993594 2993557 73 110 
strain 441-1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
209084 Bacteria_16S 
larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobacterium group; Agrobacterium. 
209084 Bacteria_16S 2998162 2998125 73 

caldus strain KU 
Proteobacteria; G 
209084 Bacteria_16S 
europaeus strain 
Bacteria; Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 3005856 3005819 73 
strain NCIMB 1112 


bosomal RNA, partial sequence 


2976847 2976810 73 110 


2995058 2995021 73 110 


110 


3004347 3004310 73 110 


110 


209084 Bacteria_16S 
fornicalis strain 
fornicalis Bacteria; 
209084 Bacteria_16S 
immobile strain E 
Bacteria; Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 3029952 3029915 73 110 
polyendosporus st 
polyendosporus Bacteria; Firmicutes; Clostridia; 
209084 Bacteria_16S 3036056 3036019 73 110 
strain DS1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
209084 Bacteria_16S 3037579 3037542 73 


3010337 3010300 73 110 


Firmicutes; Lactobacillales; 
3026846 3026809 73 110 


110 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial 
Clostrid 


sartagoforme Bacteria; Firmicutes; Clostridia; 
209084 Bacteria_16S 3046734 3046689 65 
hortensis strain 
hortensis Bacteri 
Intrasporangiaceae; 
209084 Bacteria_16S 
strain CreCitl 16 
Proteobacteria; B 
209084 Bacteria_16S 3057435 3057398 73 110 
dextrinosolvens strain 0554 16S ribosomal RNA, 
dextrinosolvens Bacteria; Proteobacteria; 
Succinivibrio. 
209084 Bacteria_16S 


110 


Ornithinicoccus. 
3054376 3054339 73 110 
S ribosomal RNA, partial sequence 


3058975 3058938 73 110 


rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


ammaproteobacteria; Pseudomonadales; P 


Clostridiaceae; 


Gammaproteobacteria; Legionellales; Leg 


n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


DES11 16S ribosomal RNA, partial seque 
Rhodospi 


6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


TV1018 16S ribosomal RNA, partial seque 
Lacto 


16S ribosomal RNA, partial sequence 
Caulobac 


rain PS-1 16S ribosomal RNA, partial s 
Clostr 


Clostridiaceae; 


HKI 0125 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


etaproteobacteria; Neisseriales; Neiss 


partial 
Gammaproteoba 


219856819 
ia 
ae 


gi 


’ 


gi|219856816 


2960112 2961625 Colwe 


Co 
gi 


lwellia. 
219846946 


6S ribosomal RNA, partial sequence 2966273 29677 


2973936 29754 
udomonad 


se 


gi| 219846939 


2975480 29769 
ostridium. 


cl 


gi| 219846928 


2992209 29936 
nellacea 


io 
219846927 
quence 


ia; 


gi 


gi|219846925 


16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillale 


Ss; 
219846921 
nce 30029 
rillales; 

219846920 
30045 


gi 


gi 


lo 
219846917 
nce 


gi 


ba 
219846906 
30255 
terales; 
219846904 
equence 
idiales; 
gi|219846899 
3034695 30361 
el 
219846898 
sequence 
iales; 
219846891 
quence 


gi 


gi 


gi 


gi 


gi| 219846886 
3052993 30544 
eriaceae; 
219846884 
sequence 
ct 


gi 


219846883 


gi 


amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 


amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Succinimonas. 


1 sequen 
Actinomyce 


Rhizob 


Acidith 


cystacea 


cillacea 


is 


Cc 


Clo 


inomycet 


eria; Ae 


ref |NR_024638.1 
ce 2955705 295711 
tales; Micro 


ref 
llia 


NR_024635.1 
maris Bacte 


ref |NR_026538.1 


acea 
ref 


e; Pseudomon 
NR_026531.1 


ref |NR_026520.1 
e; Legionella. 
ref|NR_026519.1 

2993732 299516 
iales; Rhizobiac 


ref|NR_026517.1 
42 Acidithiobacil 
iobacillaceae; 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026509.1 
3008942 301036 
e; Lactobacillus 
ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref|NR_026496.1 

3028583 303003 
lostridiaceae; A 
ref|NR_026491.1 


ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
NR_026483.1 
3045360 304685 
ales; Micrococci 


, 


ref |NR_026478.1 
Formivibrio. 
ref |NR_026476.1 

3056079 305754 
romonadales; Suc 


Microbacterium 
4 Microbacterium 
coccineae; 


Colwellia maris strain 
ria; Proteobacteria; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Pseudomonas 

5 Pseudomonas 

domonadaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Agrobacterium 
8 Agrobacterium 
eae; 


Acidithiobacillus 
llus caldus Bacteria; 


Acidithiobacillus. 


Gluconacetobacter 

acetobacter europaeus 

; Gluconacetobacter. 
Methylosinus sporium 

osinus sporium Bacteria; 


Lactobacillus 

2 Lactobacillus 
Phenylobacterium 

obacterium immobile 

Phenylobacterium. 
Anaerobacter 

8 Anaerobacter 

naerobacter. 

Clostridium disporicum 


66 Clostridium disporicum Bacteria; 
ostridium. 


Clostridium 

6 Clostridium 

stridium. 
Ornithinicoccus 

1 Ornithinicoccus 

neae; 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Succinimonas 


ref|NR_026475.1 
3057592 305905 


3 Succinimonas 


Succinivibrionaceae; 


209084 Bacteria_16S 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


209084 Bacteria_16S 
somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
209084 Bacteria_16S 


strain K 16S ribo 


strain 4-87 16S r 
Proteobacteria; G 


multipotens strai 
Bacteria; Proteob 


propionica strain 
Bacteria; Proteob 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


209084 Bacteria_16S 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


209084 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


209084 Bacteria_16S 
ain M1975/96/1 16S ribosomal RNA, part 
Lactobacillales; 


balaenopterae str 
balaenopterae Bac 


209084 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


strain N2 16S rib 
Proteobacteria; A 


209084 Bacteria_16S 


strain Nl 16S rib 
Proteobacteria; A 


209084 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


209084 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


209084 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


209084 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


209084 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


209084 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


209084 Bacteria_16S 


deleyianum strain 


Sulfurospirillum 


Campylobacteracea 


209084 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


3063485 3063448 73 


3072350 3072313 73 


3073861 3073824 73 


3079860 3079823 73 


3081436 3081399 73 


3083012 3082975 73 


teria; Proteobacteria; 


3086009 3085972 73 


3087454 3087417 73 


3090524 3090491 77 


teria; Firmicutes; 
3096484 3096447 73 


3108405 3108368 73 
osomal RNA, 
lphaproteobacteria; 
3109870 3109833 73 
osomal 
lphaproteobacteria; 
3119029 3118992 73 

n TF2 16S ribosomal RNA, 
acteria 


3125068 3125031 73 
ain DSM 
teria; 


3128026 3127989 73 
ZV-622 
ia; Pro 
3129514 3129477 73 
n IFAM 
ria; Pr 


3132426 3132389 73 
n LMG 1 
ria; Pr 


3135390 3135353 73 


lphaproteobacteria; 
3138440 3138403 73 
Spiril 
deleyia 
Sulfurospirillum. 
3144466 3144429 73 
16S ribosomal 
acteria 


e; 


’ 


209084 Bacteria_16S 


3147476 3147439 73 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
209084 Bacteria_16S 


complete sequence 


RNA, complete sequence 


Alphaproteobacteria; 


lum 5175 16S ribosomal 
num Bacteria; 


110 


110 


110 


110 


n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; 
209084 Bacteria_16S 


110 


U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; 
209084 Bacteria_16S 
ain K-119 16S ribosomal RNA, partial s 
Deltaproteobact 


110 


110 


110 


ain 381 16S ribosomal RNA, partial seque 
teria; Proteobacteria; Alphaproteobact 


110 


110 


n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 
209084 Bacteria_16S 


110 


Rhodobacterales; 


110 


Rhodobacterales; 


110 
comple 


110 


1869 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobact 


110 


16S ribosomal RNA, partial seque 
teobacteria; Alphaproteobacteri 


110 


KB-677 16S ribosomal RNA, parti 
oteobacteria; Alphaproteobacter 


110 


1892 16S ribosomal RNA, partial 
oteobacteria; Alphaproteobacter 


110 


ribosomal RNA, partial sequence 
Rhodobacterales; 


110 
R 
P. 


110 


RNA, partial sequence 
Alphaproteobacteria; 


R 
110 


DSM 11303 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 


Deinococci; 


Deinococcales; 


Desulfur 


Desulfur 


Aeromona 


Rhodospi 


219846880 
sequence 
eria; Rhod 


gi 


gi|219846874 
rinckiacea 
gi|219846873 
3072467 30738 
Balneatri 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 
equence 

eria; Desu 


gi 


gi 


gi 


219846865 
al sequenc 
ria; Rhodo 


gi 


219846864 
nce 
ia; 


gi 


er Rhod 
219846862 
ial sequen 
rnobacteri 
219846858 
ence 30950 
dales; Suc 
gi| 219846850 
3107102 31085 
Rhodobacter 
gi|219846849 
3108566 31099 
Rhodobacter 
219846843 
ence 31176 
rillales; 
219846839 
1 sequence 
eria; Rhiz 


gi 


Ca 
gi 


gi 
te sequ 


gi 


219846837 
nce 

a; Rhizobi 
219846836 
al sequenc 
ia; Rhizob 


gi 


gi 


’ 


219846834 
sequence 


ia; Rhizob 


gi 


gi| 219846832 
3134094 31355 

Rhodobacter 
219846830 
tial seque 


gi 
NA, par 


219846826 

31431 
terales; 
219846824 


gi 


hodobac 


Rhodo 


ref|NR_026472.1 
3062186 306360 
obacterales; Rho 


ref |NR_026466.1 
locella palustri 
e; Methylocella. 
ref |NR_026465.1 


oan 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 
3081609 308313 


lfurellales; Des 


ref|NR_026457.1 
e 3084717 308611 
bacterales; Rho 


ref|NR_026456.1 
3086162 308755 
obacterales; Rho 


ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref|NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026442.1 


acea 
ref 


e; Rhodovulu 
NR_026441.1 


aceae; Rhodovulu 
ref|NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026431.1 

3123738 312518 
obiales; Hyphomi 


ref |NR_026429.1 
3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 


iales; Hyphomicr 


26.1 
3 
c 


ref|NR_0264 
131100 31325 


iales; Phylloba 


w 


ref|NR_026424.1 
acea 
ref 
nce 


e; Paracoccu 
NR_026422.1 
313708 


ref|NR_026418.1 
69 3144565 Sulfit 
bacteraceae; 


ref 


gi 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Methylocella palustris 
s Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Paracoccus 
1 Paracoccus 


dobacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Granulicatella 
3 Granulicatella 
tella. 
Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Rhodovulum robiginosum 


, 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 

Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


, 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Mesorhizobium 
6 Mesorhizobium 


teriaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 
Sulfurospirillum 
4 3138514 


roteobacteria; Epsilonproteobacteria; Campylobacterales; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 


NR_026416.1 


Deinococcus murrayi 


3146120 3147591 Deinococcus murrayi Bacteria; 


Deinococcaceae; 


Deinococcus. 


209084 Bacteria_16S 


pedioforme strain DSM 38 


pedioforme Bacteria; 
209084 Bacteria_16S 
arcachonense strain 


arcachonense Bacteria; 


Sulfurospirillum. 
209084 Bacteria_16S 
heliothermus strain 


heliothermus Bacteria; 


Antarctobacter. 
209084 Bacteria_16S 
strain Ekho Lake- 


209084 Bacteria_16S 
strain YH-15 16S 
Firmicutes; 
209084 Bacteria_16S 
radiophilus strai 
radiophilus Bacte 
209084 Bacteria_16S 


radiodurans strain DSM 2 
ria; 


radiodurans Bacte 
209084 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 
209084 Bacteria_16S 
strain DSM 3963 16S 

Deinococcus-Thermus; 
209084 Bacteria_16S 
strain CE2203 16S 
Proteobacteria; 
209084 Bacteria_16S 
mucifaciens strai 
mucifaciens Bacte 
Corynebacteriaceae; 
209084 Bacteria_16S 
strain DSM 11363 
Proteobacteria; 

209084 Bacteria_16S 
strain LMG 471 16 
Proteobacteria; 
209084 Bacteria_16S 
strain LMG 8678 16S 
Proteobacteria; 
209084 Bacteria_16S 
strain LMG 947 16 
Proteobacteria; 
209084 Bacteria_16S 
strain LMG 673 16 
Proteobacteria; 
209084 Bacteria_16S 


vesicatoria strain LMG 9 
ria; 


vesicatoria Bacte 
Xanthomonas. 

209084 Bacteria_16S 
strain LMG 690 16 
Proteobacteria; 
209084 Bacteria_16S 
strain LMG 733 16 
Proteobacteria; 
209084 Bacteria_16S 
strain LMG 847 16 
Proteobacteria; 
209084 Bacteria_16S 
strain LMG 8670 16S 
Proteobacteria; 
209084 Bacteria_16S 
strain LMG 736 16 
Proteobacteria; 
209084 Bacteria_16S 


strain HA2P 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 


172 16S 
Proteobacteria; Alphaproteobacteria; 


ribosomal RNA, 
Lactobacilla 


n DSM 2 
ria; 


ain DSM 
teria; 


riboso 
Gammaproteobacteria; 


n DMMZ 

ria; Ac 
16S rib 
Gammaproteobacteria; 
S ribos 
Gammaproteobacteria; 


Gammaproteobacteria; 


S ribos 
Gammaproteobacteria; 


S ribos 


S ribos 


S ribos 


S ribos 


Gammaproteobacteria; 


3150553 3150516 73 


3159855 3159818 73 
F1F6 
P 


3162794 3162757 73 
EL-2 
P 


3164257 3164220 73 


3165843 3165806 73 


les; 
3167350 3167313 73 
0551 16S ribosomal 
Deinococcus-Thermus; 
3168866 3168829 73 
0539 16S ribosomal 
Deinococcus-Thermus; 
3170382 3170345 73 


3171899 3171862 73 
ribosomal RNA, partial 
Deinococci; 

3173434 3173397 73 


3176476 3176439 73 
2278 16S ribosomal 


Corynebacterium. 
3178029 3177992 73 
3182524 3182487 73 
3184076 3184039 73 

ribosomal RNA, partial 
3185628 3185591 73 


3187180 3187143 73 


3188732 3188695 73 
Proteobacteria; 


3190284 3190247 73 


3191836 3191799 73 


3193388 3193351 73 


3194938 3194901 73 


ribosomal RNA, partial 


3196490 3196453 73 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


3205397 3205360 73 


02 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteri 


16S ribosomal RNA, partial sequence 


roteobacteria; Epsilonproteobac 


19 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


ribosomal RNA, partial sequenc 
Rhodobacterales; 


partial sequence 
Lactobacillaceae; 


20540 16S ribosomal RNA, parti 
Deinococcus-Thermus; 
Deinococcales; 
mal RNA, partial sequence 


Chromatiales; 


tinobacteria; Actinobacteridae; 


omal RNA, partial sequence 


omal RNA, partial sequence 
omal RNA, partial sequence 
Gammaproteobacteria; 


11 16S ribosomal RNA, partial s 


omal RNA, partial sequence 
Gammaproteobacteria; 


omal RNA, partial sequence 
Gammaproteobacteria; 


omal RNA, partial sequence 
Gammaproteobacteria; 


osomal RNA, partial sequence 3176631 31781 
Pseudomonadales; Pseudomonad 
110 gi| 219846800 
3181138 31826 
Xanthomonadales; Xanthomonad 
110 gi| 219846799 
sequence 3182688 31841 
Xanthomonadales; Xanthomonad 
110 gi| 219846798 
3184240 31857 
Xanthomonadales; Xanthomonad 
110 gi| 219846797 
3185792 31872 
Xanthomonadales; Xanthomonad 
110 gi|219846796 

equence 
Gammaproteobacteria; Xantho 
110 gi|219846795 
3188896 31903 
Xanthomonadales; Xanthomonad 
110 gi|219846794 
3190448 31919 
Xanthomonadales; Xanthomonad 
110 gi| 219846793 
3192000 31935 
Xanthomonadales; Xanthomonad 
110 gi| 219846792 
sequence 3193552 31950 
Xanthomonadales; Xanthomonad 
110 gi|219846791 
3195102 31966 
anthomonad 
110 gi| 219846785 


110 219846822 
equence 
a; Chromat 


219846816 


gi 


110 gi 


teria; C 


110 219846814 
equence 
ria; 


gi 


110 219846813 
e 31629 
Rhodobacter 
gi| 219846812 
3164429 31659 
Lactobacillus. 
110 gi| 219846810 
RNA, partial sequence 
Deinococci; Deinococca 
110 gi| 219846809 
RNA, partial sequence 
Deinococci; Deinococca 
110 gi| 219846808 
al sequenc 
Deinococci; Deinococ 
110 gi 


gi 


110 


219846807 
sequence 3170548 31720 
Deinococcaceae; D 
gi|219846806 
3172065 31735 
Chromatiaceae; 


110 


110 gi| 219846804 
RNA, partial sequence 
Actinomyc 

110 gi| 219846803 


ampylobacterales; 


Rhodobacterales; 


ref|NR_026414.1 
149167 315062 
iales; Chromatia 
ref |NR_026408.1 


158497 315992 


Ww 


Ww 


NR_026406.1 
161511 316291 


ref 


w 


ref|NR_026405.1 
aceae; Roseovari 
ref |NR_026404.1 
45 Lactobacillus 
ref |NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
les; Deinococcac 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026399.1 


w 


les; 
ref 


w 


einococcus. 
ref |NR_026398.1 


Thi 
ref 


orhodococcus 
NR_026396.1 
175122 317658 
etales; Coryneba 


Ww 


ref |NR_026395.1 
aceae; Pseudomon 
ref|NR_026392.1 


aceae; Xanthomon 
ref|NR_026391.1 


aceae; Xanthomon 
ref|NR_026390.1 


aceae; Xanthomon 
ref |NR_026389.1 


aceae; Xanthomon 
ref|NR_026388.1 
187344 318884 
monadales; Xanth 


w 


ref |NR_026387.1 


aceae; Xanthomon 
ref |NR_026386.1 


aceae; Xanthomon 
ref|NR_026385.1 


aceae; Xanthomon 
ref|NR_026384.1 


aceae; Xanthomon 
ref|NR_026383.1 


aceae; Xanthomon 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Antarctobacter 
0 Antarctobacter 


Rhodobacteraceae; 


Roseovarius tolerans 


61 3164378 Roseovarius tolerans Bacteria; 


us. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 

Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Corynebacterium 
0 Corynebacterium 
cterineae; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 


ref |NR_026377.1 


Treponema amylovorum 


3204032 3205474 Treponema amylovorum Bacteria; 
Spirochaetaceae; Treponema. 


209084 Bacteria_16S 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
209084 Bacteria_16S 


CECT 4600 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


209084 Bacteria_16S 
strain NCTC 9810 
Firmicutes; 
209084 Bacteria_16S 
strain DSM 10022 
Firmicutes; 
209084 Bacteria_16S 
strain DSM 10020 
Firmicutes; 
209084 Bacteria_16S 
strain TagT2C 16S 


Clostridia; 


Clostridia; 


Clostridia; 


3212900 3212863 73 


3228061 3228024 73 


3229562 3229525 73 


Clostridiales; 
3231020 3230983 73 


Clostridiales; 
3232546 3232509 73 


Clostridiales; 
3240285 3240248 73 


110 


110 


110 


16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Family XI. I 


110 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. I 


110 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Family XI. I 


110 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


209084 Bacteria_16S 


strain NZ35 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
209084 Bacteria_16S 


australicum strain IFAM ST1306 16S ribosomal RNA, partial 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; 


209084 Bacteria_16S 
strain ATCC 13313 


209084 Bacteria_16S 
strain ATCC 29903 


209084 Bacteria_16S 
strain DSM 10365 
Firmicutes; 
209084 Bacteria_16S 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


209084 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


209084 Bacteria_16S 


strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


209084 Bacteria_16S 


strain LMG 538 16S ribosomal RNA, partial sequence 


Proteobacteria; 
209084 Bacteria_16S 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


albilineans Bacteria; 
Xanthomonas. 
209084 Bacteria_16S 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; 


Methylophaga. 
209084 Bacteria_16S 


strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 33055 
Lactobacillaceae; 


Firmicutes; 
209084 Bacteria_16S 


strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillaceae; 


Firmicutes; 
209084 Bacteria_16S 


autotrophicus strain 7c 16S ribosomal RNA, partial sequence 33071 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
209084 Bacteria_16S 


strain 301 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


209084 Bacteria_16S 
strain Z-7692 16S 
Spirochaetes; 
209084 Bacteria_16S 


Clostridia; 


Lactobacillales; 


Lactobacillales; 


Spirochaetales; 


3241722 3241685 73 


Clostridiales; 


3264267 3264230 73 


3271837 3271800 73 


3273375 3273338 73 


3287021 3286984 73 


Clostridiales; 


3290030 3289993 73 


3291555 3291518 73 


3293107 3293070 73 


3294659 3294622 73 


3296209 3296172 73 
Proteobacteria; 
3300769 3300732 73 

Proteobacteria; 


3305455 3305418 73 


3306995 3306958 73 


3308474 3308437 73 


3309936 3309899 73 


3315960 3315923 73 


3317485 3317448 73 


110 


Clostridiaceae; 


110 


110 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


110 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


110 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridiaceae; 


110 


110 


110 


110 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


110 


110 


Gammaproteobacteria; 


110 


110 


110 


110 


110 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


110 


strain Z-7491 16S ribosomal RNA, partial sequence 


Spirochaetes; 


Spirochaetales; 


Spirochaetaceae; 


Lactobacillus. 


Lactobacillus. 


Rhizobiales; 


Spirochaeta. 


219846780 
sequenc 


gi 


gi|219846769 
3226672 32281 


gi|219846768 


gi|219846767 


gi|219846766 


gi|219846761 
3238968 32403 


gi|219846760 
3240430 32418 
Thermobrac 
219846745 
sequenc 
Rhizob 
219846740 
32704 


gi 


gi 


219846739 
32719 


gi 


gi|219846730 


Clostridiu 


gi|219846728 


gi| 219846727 


gi|219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


gi| 219846724 
Xantho 
gi| 219846721 
Thio 


gi|219846718 


gi|219846717 


gi|219846716 


Xanth 
gi|219846715 
3308619 33100 


gi|219846710 
3314589 33160 


Vv 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


mM. 


ref 


ref 


ref 


ref 


tric 


ref 


ref 


ref 


obac 
ref 


ae; 
ref 


gi|219846709 


ref 


e@ 3211554 321297 
Campylobacterales; 


00 Anaerococcus 
ncertae Sedis; 


30 Peptoniphilus 
ncertae Sedis; P 


56 Peptoniphilus 
ncertae Sedis; P 


79 Xanthobacter 
Xanthobacteraceae; 


e 3262929 326438 
iales; Hyphomicr 


47 3271933 Shigel 
teriaceae; 


84 3273471 Shigel 
teriaceae; 


3294823 329632 
monadales; Xanth 


3299393 330087 


44 Lactobacillus 


06 Lactobacillus 


57 3308568 Xantho 


30 Xanthobacter 


NR_026372.1 


NR_026361.1 


NR_026360.1 


NR_026359.1 


NR_026358.1 


NR_026353.1 
Xanthobacter 
NR_026352.1 


NR_026337.1 


NR_026332.1 


Shige 
NR_026331.1 


Shige 
NR_026322.1 
NR_026320.1 


Xanthomon 
NR_026319.1 


Xanthomon 
NR_026318.1 


Xanthomon 
NR_026317.1 


Xanthomon 
NR_026316.1 


NR_026313.1 


hales; Pisci 


NR_026310.1 


NR_026309.1 


NR_026308.1 


teraceae; Xa 
NR_026307.1 


Xanthobacter 
NR_026302.1 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 
ibrio. 


Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 

Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 

Xanthobacter tagetidis 


tagetidis Bacteria; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 
hium. 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 

Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Clostridium pascui 


40 Clostridium pascui Bacteria; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
aceae; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
aceae; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
aceae; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
aceae; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


NR_026301.1 


Spirochaeta alkalica 


3316113 3317587 Spirochaeta alkalica Bacteria; 


Spirochaeta. 


209084 Bacteria_ 


strain Z-7591 16S 
Spi 


Spirochaetes; 
209084 Bacteria_ 


pantelleriensis s 
pantelleriensis B 


Halomonas. 
209084 Bacteria_ 


strain FB2 16S ri 
G 


Proteobacteria; 
209084 Bacteria_ 


strain DSM 7083 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


209084 Bacteria_ 


strain DSM 5156 1 
Clost 
209084 Bacteria_16S 
saccharolyticum s 

Halanaerobium saccharolyticum subsp. 


Firmicutes; 


Halanaerobiales; 


209084 Bacteria_16S 
thalassica strain 
thalassica Bacter 


Methylophaga. 


209084 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 


Chromohalobacter. 


209084 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; 


marinum DSM 5261 
Proteobacteria; 


strain ATCC 33048 
Bacteria; 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


209084 Bacteria_16S 
rubra strain ATCC 
Proteob 


Bacteria; 
Pseudoalteromonas 


209084 Bacteria_16S 
nigrifaciens stra 
nigrifaciens Bact 


Pseudoalteromonas 


209084 Bacteria_16S 
luteoviolacea str 


luteoviolacea Bac 
Pseudoalteromonas 


209084 Bacteria_16S 


carrageenovora st 


Pseudoalteromonas ca 
Pseudoalteromonad 
209084 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 


aurantia Bacteria 
Pseudoalteromonas 


209084 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


209084 Bacteria_16S 


G 
209084 Bacteria_16S 
marismortui strai 
marismortui Bacte 


G 
209084 Bacteria_16S 


G 
209084 Bacteria_16S 


Firmicu 
209084 Bacteria_16S 


16S 3319004 3318967 73 110 gi| 219846708 
ribosomal RNA, partial sequence 3317638 33191 
rochaetales; Spirochaetaceae; Spirochaeta. 

16S 3320528 3320491 73 110 gi| 219846706 

train AAP 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Gammaproteobacteria; Oc 

16S 3353970 3353933 73 110 gi|219846682 


bosomal RNA, partial sequence 3352589 33540 
ammaproteobacteria; Oceanospirillales; H 
16S 3357084 3357039 63 108 gi| 219846679 
6S ribosomal RNA, partial sequence 3355696 33572 
ococcineae 
3375375 3375338 73 110 gi|219846667 
6S ribosomal RNA, partial sequence 3374001 33754 
ridia; Halanaerobiales; Halobacteroidaceae; Oren 
3376926 3376889 73 110 gi|219846666 
senegalense strain DSM 7379 16S ribosomal 
se 
Halanaerobiaceae; Halanaerobium. 

3383063 3383026 73 110 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


16S 


ubsp. 


219846661 
e sequence 
a; Thiotri 
3384601 3384564 73 110 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3386127 3386090 73 110 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


219846660 
33832 
ciricketts 
219846659 
1 sequence 
ia; Oceano 


v 


3387600 3387563 73 110 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; Halomonad 
3389113 3389076 73 110 gi| 219846653 
16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
3411862 3411825 73 110 gi| 219846637 
16S ribosomal RNA, partial sequence 34104 
tes; Clostridia; Clostridiales; Veillonellaceae; 
3419236 3419199 73 110 gi| 219846632 

IFO 3264 16S ribosomal RNA, partial sequence 


a; Proteobacteria; Alphaproteobacteria; Rhodospi 


219846658 
33862 


219846631 
ence 34194 
nadales; P 


3420791 3420754 73 110 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
3422269 3422232 73 110 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


219846630 
al sequenc 
ria; Alter 
3423753 3423716 73 110 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 


219846629 
ial sequen 
eria; Alte 
3425236 3425199 73 110 
12662 16S ribosomal 
rrageenovora Bacter 
aceae; Pseudoalteromonas. 
3426714 3426677 73 


219846628 
tial seque 


gi 


rain ATCC RNA, par 


110 219846627 
equence 


Alteromon 


gi 


; Proteobacteria; Gammaproteobacteria; 


3428195 3428158 73 110 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


219846626 
equence 
; Alteromo 


3438177 3438140 73 110 219846618 


alomonad 


ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 
ref|NR_026298.1] Halomonas 

3319157 3320633 Halomonas 
eanospirillales; Halomonadaceae; 
ref|NR_026274.1| Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
aceae; Halomonas 
ref|NR_026271.1| Dermabacter hominis 
06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 
ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 

ia. 
ref 
RNA, 


Halanaerobium 
uence 3375527 3377012 


NR_026258.1 
partial seq 


negalense Bacteria; Firmicutes; Clostridia; 


ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 
ref|NR_026250.1| Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 
aceae; Halomonas. 

ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 

ref|NR_026229.1| Dialister pneumosintes 
52 3411955 Dialister pneumosintes 
Dialister. 
ref |NR_026224.1 

3417892 341936 

rillales; Acetob 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


ref 
nce 


NR_026220.1 
342386 


ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


NR_026219.1 
3425334 342676 
adales; doal 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


NR_026218.1 
3426820 342824 
nadales; udoa 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


ref|NR_026210.1| Acinetobacter 


gi 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


209084 Bacteria_16S 3439687 3439650 73 110 gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii 
DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
209084 Bacteria_16S 3441196 3441159 73 110 gi|219846616|ref|NR_026208.1| Acinetobacter junii 
strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
209084 Bacteria_16S 3442706 3442669 73 110 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 


209084 Bacteria_16S 3444215 3444178 73 110 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
209084 Bacteria_16S 3483804 3483767 73 110 gi| 219846587 |ref|NR_026179.1| Clostridium 


acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 3502019 3501982 73 110 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
209084 Bacteria_16S 3527843 3527806 73 110 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 3529383 3529346 73 110 gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
209084 Bacteria_16S 3550936 3550899 73 110 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 3552471 3552434 73 110 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
209084 Bacteria_16S 3554003 3553966 73 110 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
209084 Bacteria_16S 3555534 3555497 73 110 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 


209084 Bacteria_16S 3560197 3560160 73 110 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

209084 Bacteria_16S 3561712 3561675 73 110 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

209084 Bacteria_16S 3566198 3566161 73 110 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

209084 Bacteria_16S 3567704 3567667 73 110 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

209084 Bacteria_16S 3569209 3569172 73 110 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

209084 Bacteria_16S 3570661 3570624 73 110 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 
209084 Bacteria_16S 3575207 3575170 73 110 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 
209084 Bacteria_16S 3579687 3579650 73 110 gi|219846523|ref|NR_026115.1| Blastobacter 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 3579789 Blastobacter 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
209084 Bacteria_16S 3582706 3582669 73 110 gi|219846521|ref|NR_026113.1| Clostridium 
stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
209084 Bacteria_16S 3584247 3584214 77 110 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


209084 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; 


acetivorans strai 
Bacteria; Proteob 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


209084 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


209084 Bacteria_16S 
ain DSM 1351 16S ribosomal RNA, partial 
Clostridia; 


cellobioparum str 
cellobioparum Bac 


209084 Bacteria_16S 


strain LMG 7837 1 


Sinorhizobium. 


209084 Bacteria_16S 


strain : CIP 7430 
Proteobacteria; G 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


209084 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


strain USDA 1844 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
209084 Bacteria_16S 
szegediense strain OR2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; 
209084 Bacteria_16S 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
209084 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


strain LK6 16S ri 
Proteobacteria; G 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


209084 Bacteria_16S 


strain H152 16S r 


frigidimarina str 
frigidimarina Bac 


209084 Bacteria_16S 


strain IC079 16S 
Proteobacteria; G 
psychrotropica st 
psychrotropica Ba 


209084 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


G 


3587398 3587361 73 


3588933 3588896 73 


3592018 3591981 73 


3593542 3593505 73 


ridia; Clostridiales; 
3595074 3595037 73 


teria; Firmicutes; 
3604322 3604285 73 


3613337 3613300 73 


3634350 3634313 73 
s Bacteria; 


m. 
3635876 3635839 73 


3646568 3646531 73 


3648065 3648028 73 


3649607 3649570 73 


3651146 3651109 73 


3652687 3652650 73 


bosomal RNA, 


3655721 3655684 73 


3657223 3657186 73 


3660365 3660328 73 
teria; Proteobacteria; 
3661910 3661873 73 
ribosomal RNA, partial 


3663425 3663388 73 


cteria; Proteobacteria; 
3668038 3668001 73 


3669544 3669507 73 


ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
209084 Bacteria_16S 


complete sequence 
ammaproteobacteria; Methylococcales; Methylococc 
209084 Bacteria_16S 
ain Benl103 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobacteria; 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
209084 Bacteria_16S 


110 


110 


n A63 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
209084 Bacteria_16S 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


35875 
Desulfurellales; Desul 
110 gi|219846515|ref 


110 


6S ribosomal RNA, partial sequence 3592199 359 
Clostridiaceae; 


110 


110 


6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


110 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aeromonadacea 
209084 Bacteria_16S 
s strain S411 16S ribosomal RNA, partial 
Proteobacteria; 


110 


110 


7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campylobacterale 
209084 Bacteria_16S 
16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
209084 Bacteria_16S 
strain Inkinen 16S ribosomal RNA, partial sequence 


s; Helicobacteraceae; 
110 gi|219846474|ref|NR_026066.1 
Rhizobium/Agrobac 
110 gi|219846473|ref|NR_026065.1 

3646715 3648155 Helicobacter 

Helicobacteraceae; Heli 
110 gi|219846472|ref|NR_026064.1 
3648206 3649696 Methyl 
Methylococcales; Methylococcaceae; 
110 gi|219846471|ref|NR_026063.1 


ain ICP1 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; Alteromonad 
209084 Bacteria_16S 
rain ACAM 179 16S ribosomal RNA, partial 
Gammaproteobacteria; Alt 


110 gi| 219846470 

3651286 36527 

110 gi|219846468 
partial sequence 

Rhod 

110 gi| 219846467 

3655877 36573 

R 

110 gi|219846465 

Gammaproteobacteria; Alte 

110 gi|219846464 

sequence 3660516 36619 

110 gi| 219846463 


110 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
209084 Bacteria_16S 


110 


strain HK 204 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
209084 Bacteria_16S 


3671050 3671013 73 


110 


strain EN 101 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
209084 Bacteria_16S 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 


3672558 3672521 73 


110 


Clostridiales; 


Gammaproteobacteria; 


Enterobacteriales; 


gi|219846518 
3585997 35874 


gi|219846517 


sequence 


219846513 
36 


gi 


219846512 
sequence 
cl 
219846504 


gi 


gi 
Ss 


219846497 
36119 


gi 


219846483 
sequenc 


gi 


219846482 
36345 


gi 


3649747 36512 


sequenc 


219846459 
36666 


gi 


gi|219846458 
3668184 36696 
Enterobac 
gi|219846457 
3669690 36711 
Enterobac 


Rhodospir 


ref 


acea 
ref 


ref 


ref 


ostr 
ref 


inor 


ref 


e; 
ref 


Aer 


ref 


acea 
ref 


acea 
ref 


obac 


ref 


hizo 
ref 


romo 
ref 


acea 
ref 


erom 
ref 


Ent 
ref 


teri 
ref 


teri 


gi|219846456 


3590670 35921 
illales; Acetobacteraceae; 


3593717 35952 


32 Sinorhizobium 


e 3633011 36344 


35 Methylocaldum 
e; Methylocaldum. 
76 Methylocaldum 


3654403 36558 


3658961 366046 
e 


NR_026110.1 


NR_026109.1 


furellaceae; 
NR_026107.1 
4 


NR_026105.1 


NR_026104.1 
0 
idiaceae; Cl 
NR_026096.1 


hizobium/Ens 


NR_026089.1 


NR_026075.1 
7 
omonadales; 


NR_026074.1 


NR_026062.1 


e; Methyloca 
NR_026060.1 
2 
terales; Rho 
NR_026059.1 


bium/Agrobac 
NR_026057.1 


nadales; Sh 
NR_026056.1 


e; Glaciecol 
NR_026055.1 


e 3662041 366352 


onadales; Co 
NR_026050.1 


79 3668133 Brenne 


erobacteriac 
NR_026049.1 


aceae; Erwin 
NR_026048.1 


aceae; Brenn 


ref 


NR_026047.1 


Methylomonas fodinarum 


56 Methylomonas fodinarum Bacteria; 
e; Methylomonas. 


Desulfurella 


07 3589069 Desulfurella acetivorans 


Desulfurella. 
Acetobacter 
8 Acetobacter 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
Clostridium. 


Clostridium 
3 Clostridium 
ostridium. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Aeromonas bestiarum 


33 3613434 Aeromonas bestiarum Bacteria; 
Aeromonas. 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Helicobacter rodentium 


29 3635951 Helicobacter rodentium 


Helicobacter. 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylocaldum gracile 
gracile Bacteria; 


Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Shewanella 

5 Shewanella 

wanellaceae; Shewanella. 

Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 
Brenneria salicis 

ria salicis ATCC 15712 

eae; Brenneria. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Pectobacterium 


3671196 3672653 Pectobacterium wasabiae 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pectobacterium. 


209084 Bacteria_16S 
betavasculorum st 
betavasculorum Bacteria; 
Pectobacterium. 
209084 Bacteria_16S 


strain 1846 


Proteobacteria; 
209084 Bacteria_16S 
arcticus strain 2 
Proteob 
209084 Bacteria_16S 
strain CNS 2-75 1 


Bacteria; 


3674066 


3675571 


16S 


3683168 


3684647 


3690754 


strain UIA 16S ribosomal RNA, 


Tenericutes; 


Bacteria; 


Bacteria; 


Firmicutes; 


209084 Bacteria_16S 


Proteob 
209084 Bacteria_16S 
strain P-172-71 1 
Proteobacteria; 
209084 Bacteria_16S 
porcinus strain N 
Proteob 
209084 Bacteria_16S 
strain LRB 8581 1 
Proteobacteria; 
209084 Bacteria_16S 
anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequen 
anatipestifer Bacteria; Bacteroidetes; Flavobacteria; Flavobacter 
209084 Bacteria_16S 
strain Pasteur III 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Mollicutes; Mycoplasmataceae; Mycoplasma. 
209084 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; 


3693795 


3695320 


3696756 


3698234 


3704300 


3711801 


Clostridia; 
3716269 


strain CKK 16S ribosomal RNA, 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
209084 Bacteria_16S 


strain 2585 
Firmicutes; 


209084 Bacteria_16S 
strain A089 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
209084 Bacteria_16S 
strain 275c 16S ribosomal RNA, partial sequence 


Tenericutes; 


strain PG43 
Tenericutes; 


strain PG51 
Tenericutes; 


Bacteria; 


3720771 
16S ribosomal RNA, 
Clostridia; 
3750249 


3753301 


3756326 
16S ribosomal RNA, 


3759349 
16S ribosomal RNA, 


Mollicutes; Mycoplasmataceae; Mycoplasma. 
209084 Bacteria_16S 
leonicaptivi stra 
Teneric 
209084 Bacteria_16S 
strain S51-wW 16S 
Proteobacteria; 

209084 Bacteria_16S 


3784966 


3796986 


3800023 


strain PS6 16S ribosomal RNA, 


Tenericutes; 


strain Hh-2 


Proteobacteria; 
209084 Bacteria_16S 
helveticus strain 
Proteob 
209084 Bacteria_16S 


Bacteria; 


Mollicutes; Mycoplasmataceae; Mycoplasma. 
209084 Bacteria_16S 
strain UPM-Ca7 16 


3801479 


3802988 
16S ribosomal RNA, 


3809042 


3810576 


strain B62 16S ribosomal RNA, 


rain ATCC 43762 16S ribosomal 
Proteobacteria; 


38 16S ribosomal RNA, partial 
acteria; Alphaproteobacteria; 


Clostridiales; 


Clostridiales; 


3674029 73 110 


3675534 73 110 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


3683131 73 110 


3684610 73 110 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 
209084 Bacteria_16S 


3690717 73 110 
partial sequence 


3693758 73 110 


3695283 73 110 


6S ribosomal RNA, partial sequence 3693916 36953 
Gammaproteobacteria; Pasteurellales; Pasteurellac 


3696719 73 110 


M319 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


3698197 73 110 


6S ribosomal RNA, partial sequence 3696887 36983 
Epsilonproteobacteria; Campylobacterales; 


3704263 73 110 


3711764 73 110 


3716232 73 110 
complete sequence 


3720734 73 110 
complete sequence 


3750212 73 110 


3753264 73 110 


Mollicutes; Mycoplasmataceae; Mycoplasma. 
209084 Bacteria_16S 


3756289 73 110 
partial sequence 


Mollicutes; Mycoplasmataceae; Mycoplasma. 
209084 Bacteria_16S 


3759312 73 110 
partial sequence 


3784929 73 110 


in 3L2 16S ribosomal RNA, partial sequence 37836 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3796949 73 110 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliace 


3799986 73 110 
partial sequence 


3801442 73 110 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
209084 Bacteria_16S 


3802951 73 110 
partial sequence 


Epsilonproteobacteria; Campylobacterales; 


3809005 73 110 


D5248 16S ribosomal RNA, partial sequence 38076 
acteria; Epsilonproteobacteria; 


3810539 73 110 


complete sequence 


RNA, partial seque 
Gammaproteobacteria; 


sequence 
Rhodobacterales; 


sequence 
Methylococcales; 


Pasteurellales; 


Clostridiaceae; 


Campylobacterale 


gi|219846455 


Ent 


gi|219846454 
3674212 36756 
Enterobac 
219846449 
36818 


gi 


gi|219846448 
fo) 
gi|219846444 
3689398 36908 


219846442 

36924 
M 
219846441 


gi 


gi 


219846439 

36953 
Pa 
219846438 


gi 


gi 


Helicob 


gi| 219846434 


219846429 
37104 
Clostridiu 
gi|219846426 
3714904 37163 


gi 


gi|219846422 
3719395 37209 
Clostridiu 
gi|219846401 
3748871 37503 
Vv 
gi|219846397 
3751943 37534 


gi| 219846395 
3754983 37564 


gi| 219846393 
3757993 37594 


gi| 219846374 


gi| 219846366 
3795600 37970 


gi| 219846363 
3798661 38001 


gi| 219846362 
3800153 38015 


gi|219846361 
3801626 38030 
Helicob 


gi|219846357 


ref |NR_026046.1 
nce 367270 
erobacteriales; 
ref|NR_026045.1 


teriaceae; 
ref |NR_026040.1 


ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref|NR_026035.1 


ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026032.1 


eae. 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; 
ref|NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_026020.1 
25 3711931 Clostr 
m. 


ref |NR_026017.1 


ref|NR_026013.1 
m. 

ref |NR_025992.1 
ibrio. 
ref |NR_025988.1 


ref|NR_025986.1 


ref |NR_025984.1 


ref|NR_025965.1 
21 3785045 Mycopl 
ref 


NR_025957.1 


Colwellia. 
NR_025954.1 


ae; 
ref 


ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025952.1 


acteraceae; Heli 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 


gi| 219846356 


Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 
Pantoea. 


Octadecabacter 


64 3683252 Octadecabacter arcticus 
Rhodobacteraceae; 


Octadecabacter. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Clostridium septicum 
idium septicum Bacteria; 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Mycoplasma 
asma leonicaptivi 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Helicobacter hepaticus 


95 Helicobacter hepaticus Bacteria; 


cobacter. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 


ref |NR_025947.1 


Pseudomonas flavescens 


3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


209084 Bacteria_ 


allosaccharophila 
allosaccharophila 


Aeromonas. 
209084 Bacteria_ 
strain ATCC 29543 
Bacteria; 


strain 165 16S ri 
Proteobacteria; 
209084 Bacteria_ 


acinonychis strai 
acinonychis Bacte 


Helicobacter. 
209084 Bacteria_ 


strain ST1 16S ri 
E 


Proteobacteria; 
209084 Bacteria_ 


strain CS1 16S ri 
E 


Proteobacteria; 
209084 Bacteria_ 


hominis strain 65 
Proteob 


Bacteria; 
209084 Bacteria_ 


flavefaciens stra 
Firmicu 
209084 Bacteria_16S 


Bacteria; 


strain ATCC 27255 


16S 3813731 3813694 73 110 gi 


Bacteria; Proteobacteria; 


strain CECT 4199 16S ribosomal RNA, p 
Gammaproteo 


219846354 
ar 


bacteria; 


tial seq 


ref 
uenc 
Aero. 


NR_025945.1| Aeromonas 
e 3812327 3813828 Aeromonas 
monadales; Aeromonadaceae; 


16S 3818327 3818290 73 110 gi 


219846351 


ref |NR_025942.1 


Wolinella succinogenes 


Proteob 
209084 Bacteria_16S 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3819850 3819813 73 


110 


38169 
ob 
gi| 219846350 
3818485 38199 


acterale 


E 


bosomal RNA, partial sequence 


psilonproteobacteria; Campylobacterale 


s; Helicob 


54 3818434 Woline 
s; Helicobactera 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Hel 


lla succinogenes 
ceae; Wolinella. 

Helicobacter cinaedi 
cinaedi Bacteria; 
icobacter. 


16S 3821385 3821348 73 110 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 
16S 3822913 3822876 73 110 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
16S 3827495 3827458 73 110 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
16S 3829054 3829017 73 110 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
16S 3832082 3832045 73 110 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3833512 3833475 73 110 gi 
16S ribosomal RNA, partial sequence 


gi 


Ss; 


Ss; 


219846349 
rt 
er 


219846348 
3821543 38230 


219846345 
3826129 38276 


219846344 


ct 
219846341 
en 
co 
219846340 


ial sequ 
ia; Camp 


Helicob 


Helicob 


38276 
eriales; 


ce 38307 
ccaceae; 


38321 


ref|NR_025940.1 
ence 382000 
ylobacterales; H 


ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref |NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref|NR_025930.1 
73 3833552 Rumino 


Helicobacter 
8 3821492 Helicobacter 
elicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Ruminococcus 

coccus flavefaciens 


Ruminococcus bromii 
coccus bromii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

209084 Bacteria_16S 3837955 3837918 73 110 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

209084 Bacteria_16S 3839501 3839464 73 110 gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
209084 Bacteria_16S 3842552 3842515 73 110 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

209084 Bacteria_16S 3851570 3851533 73 110 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

209084 Bacteria_16S 3853082 3853045 73 110 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

209084 Bacteria_16S 3859126 3859089 73 110 gi|219846323|ref|NR_025913.1| Mycoplasma gallinaceum 
strain DD 16S ribosomal RNA, partial sequence 3857775 3859205 Mycoplasma gallinaceum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

209084 Bacteria_16S 3862181 3862144 73 110 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

209084 Bacteria_16S 3869807 3869770 73 110 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
209084 Bacteria_16S 3871319 3871282 73 110 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

209084 Bacteria_16S 3880586 3880549 73 110 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

209084 Bacteria_16S 3885277 3885240 73 110 gi|219846306|ref|NR_025896.1| Mycoplasma corogypsi 


strain BV1 16S ri 
Tenericutes; Moll 


209084 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


209084 Bacteria_16S 


strain F9251 16S 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3893038 3893001 73 110 gi 
strain DSM 735 16S ribosomal RNA, compl 
Bacteria; Proteobacteria; Gammaproteoba 


3894557 3894520 73 110 
ribosomal RNA, partial sequence 


gi 


3883911 38853 


219846300 


ete sequ 
cteria; 


219846299 
3893217 3894682 Bartonella elizabethae Bacteria; 


ref 
ence 
Ocea 


NR_025890.1 
389163 
nospirillale 


ref 


77 Mycoplasma corogypsi Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Bartonella elizabethae 


NR_025889.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


209084 Bacteria_16S 


3899216 3899179 73 


110 


strain B9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


209084 Bacteria_16S 
strain OCh 254 16S ribosomal RNA, partial sequence 


3900685 3900648 73 


110 


gi| 219846296 
3897893 38992 


gi|219846295 
3899350 39007 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


209084 Bacteria_16S 
oryzihabitans strain L-1 16S ribosomal RNA, 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudomonas. 


209084 Bacteria_16S 
strain Gl 16S ribosomal RNA, partial sequence 


3906788 3906751 73 


3914290 3914253 73 


110 


gi|219846291 


complete sequence 


110 


Pseu 


gi|219846285 
3912908 39143 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


209084 Bacteria_16S 
adiacens strain GIFU 12706 16S ribosomal RNA, 
Lactobacillales; 


adiacens Bacteria; 


Paracoccus. 


209084 Bacteria_16S 
ribosomal RNA, partial sequence 


strain DM-82 16S 


Firmicutes; 
209084 Bacteria_16S 
thiocyanatus strain THI 011 16S ribosomal RNA, 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; 


3932779 3932746 77 


3937058 3937021 73 


3938492 3938455 73 


110 


110 


110 


gi| 219846272 


complete sequence 
Carnobacteriaceae 


gi| 219846268 


partial sequence 


Rhodo 


gi|219846267 
3937190 39385 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


209084 Bacteria_16S 
TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


extorquens strain 


Methylobacterium. 


209084 Bacteria_16S 
ribosomal RNA, partial sequence 


strain BN 126 16S 


3939951 3939914 73 


3941389 3941352 73 


110 


gi|219846266 


complete sequence 


110 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


209084 Bacteria_16S 
strain OP 16S ribosomal RNA, partial sequence 


3942854 3942817 73 


110 


Rhodobiaceae; 


Rhizobi 


gi|219846265 
3940082 39414 


gi|219846264 
3941522 39429 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 


209084 Bacteria_16S 
organovorum strain TFC 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 
strain PW2 16S ribosomal RNA, partial sequence 


Bacteria; 


3944315 3944278 73 


3945774 3945737 73 


110 


110 


gi| 219846263 
39429 


Rhodospirillales; 


gi|219846262 
3944448 39458 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 


209084 Bacteria_16S 
ribosomal RNA, partial sequence 


strain Lhet2 16S 


3947235 3947198 73 


110 


gi|219846261 
3945905 39473 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 


209084 Bacteria_16S 
strain KLB 16S ribosomal RNA, partial sequence 


3948700 3948663 73 


110 


gi|219846260 
3947368 39487 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 


209084 Bacteria_16S 
strain 101 16S ribosomal RNA, partial sequence 


3950156 3950119 73 


110 


gi|219846259 
3948831 39502 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 


209084 Bacteria_16S 


3954705 3954668 73 


110 


gi|219846256 


sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 


Bacteria; 


strain MB-G2 16S 


Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 
ribosomal RNA, partial sequence 


3956142 3956105 73 


110 


Rhodobacterales; R 


gi|219846255 
3954838 39562 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


209084 Bacteria_16S 
strain NZP 2213 16S ribosomal RNA, 


3968187 3968150 73 


110 


gi| 219846247 


complete sequence 3966839 39683 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


209084 Bacteria_16S 
16S ribosomal RNA, 


strain IAM 13153 


3976910 3976873 73 


110 


complete sequence 


gi| 219846241 
39756 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; M 


209084 Bacteria_16S 


3981083 3981046 73 


110 


gi| 219846238 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 


209084 Bacteria_16S 
strain 25-4 16S ribosomal RNA, partial sequence 


4000460 4000423 73 


110 


gi| 219846225 
3999120 40005 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


209084 Bacteria_16S 
strain 848 16S ribosomal RNA, partial sequence 


4009460 4009423 73 


110 


gi| 219846217 
4008054 40095 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 


209084 Bacteria_16S 


4018473 4018436 73 


110 


strain SW-154 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Kangiella. 


ref|NR_025886.1 


aceae; Ahrensia. 
ref|NR_025885.1 


aceae; 
ref|NR_025881.1 

3905392 390691 
domonadales; Pse 


ref|NR_025875.1 


teriaceae; Xenor 
ref|NR_025862.1 
3931373 393277 


ref|NR_025858.1 
3935756 393713 
bacterales; 


ref|NR_025857.1 


aceae; Paracoccu 
ref|NR_025856.1 
3938625 394003 
ales; Methylobac 


ref|NR_025855.1 


ref|NR_025854.1 


raceae; Acidiphi 
ref |NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025852.1 


raceae; Acidocel 
ref|NR_025851.1 


raceae; Acidiphi 
ref|NR_025850.1 


raceae; Acidiphi 
ref |NR_025849.1 


raceae; Acidocel 
ref|NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 
ref|NR_025845.1 


aceae; Rhodovulu 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref |NR_025828.1 


hizobium/Agrobac 
ref|NR_025815.1 


aceae; Silanimon 
ref|NR_025807.1 


e; Aeromonas. 


gi| 219846211 


ref |NR_025801.1 


; Granulicatella. 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
Roseibium. 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Granulicatella 
8 Granulicatella 


Paracoccus 
9 Paracoccus 


Rhodobacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 
Afifella. 


Acidiphilium rubrum 


34 Acidiphilium rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
; Acidiphilium. 

Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium cryptum 


17 Acidiphilium cryptum Bacteria; 


lium. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 

Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Mesorhizobium loti 
loti Bacteria; 
um. 

Mycoplana bullata 
ana bullata Bacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Kangiella aquimarina 


4017086 4018581 Kangiella aquimarina Bacteria; 


209084 Bacteria_16S 
daepoensis strain 
daepoensis Bacter 
Marinobacter. 
209084 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 
Marinobacter. 
209084 Bacteria_16S 
alimentarius strain JG-1 
alimentarius Bacteria; 
Psychrobacter. 


4020014 4019977 73 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4021559 4021522 73 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4023103 4023066 73 


Proteobacteria; 


110 gi 


110 


gi 


110 gi 
00 16S ribosomal RNA, partial s 


Gammaproteobacte 


ue 
a; 


nce 


ue 
a; 


nce 


eq 


ria; Ps 


219846210 


Alteromonad 


219846209 


Alteromonad 


219846208 
uence 


ref|NR_025800.1 
4018632 402012 
ales; Alter 


ref|NR_025799.1 
4020178 402167 
ales; Alter 


ref |NR_025798.1 
4021723 402321 


eudomonadales; 


fo} 


[o} 


Mora 


209084 Bacteria_ 


16S 4045865 4045828 73 


110 


gi|219846190 


ref 


NR_025780.1 


strain TF-22T 16S 
Proteobacteria; G 
209084 Bacteria_16S 
HDS1-1 16S riboso 
Gammaproteobacter 
209084 Bacteria_16S 
aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
4047397 4047360 73 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4053328 4053291 73 

3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; 


110 


110 


4045996 4047515 Vibri 


Alteromo 


4044490 40459 
eromonad 
219846189 


acea 
ref 
oO ez 


e; 
NR_025779.1 
urae Bacter 


gi 


219846185 
nce 40519 
nadales; P 


gi ref|NR_025775.1 
28 4053458 Pseud 


seudoalteromona 


i 


fo) 
d 


209084 Bacteria_ 
strain SS20 16S r 
G 
209084 Bacteria_ 


Proteobacteria; 


maritimus strain 
Bacteria; 


209084 Bacteria_ 
saccharolytica st 
saccharolytica Ba 


Soehngenia. 


209084 Bacteria_ 
strain 50-1 BON 1 
Clost 


Firmicutes; 
Mahella. 


209084 Bacteria_ 


Proteob 


16S 4056319 4056282 73 


16S 4057805 4057768 73 


16S 4072928 4072891 73 


cteria; Firmicutes; 
16S 4077474 4077437 73 
ridia; 


16S 4080618 4080581 73 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


rain BOR-Y 16S ribosomal RNA, 


110 


110 


TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; 


110 


110 


6S ribosomal RNA, partial sequence 4076074 40 
Thermoanaerobacterales; 


110 


Alteromo 


partial 
Clostridia; 


Thermoa 


gi| 219846183 
4054980 40563 
Halomo 
219846182 
nce 40564 
nadales; 
219846171 
sequence 


idiales; 


gi 


gi 


Clostr Cc 


219846168 
776 
cte 


gi 
naeroba 


gi| 219846166 


nad 


ref 


ref 
294 


Alter 


ref 
4 


ref 


ref 


lost 


NR_025773.1 


e; Halomona 
NR_025772.1 
057918 Micro 
omonadaceae; 
NR_025761.1 
071551 407304 


NR_025758.1 
s Family IV 


NR_025756.1 


b 


ridiales Family XI. 


strain BC-3 16S r 
Tenericutes; Mollicutes; 


ibosomal RNA, partial sequence 


Entomoplasmatales; 


4079234 40 
Spiroplasmataceae; 


807 


Spiroplasma. 


209084 Bacteria_ 


16S 4085235 4085198 73 


110 


gi|219846163 


ref 


pratensis strain F31 16S 
Bacteria; Proteobacteria 
209084 Bacteria_16S 
tainanensis strain S1 16 
Bacteria; Proteobacteria 
209084 Bacteria_16S 
HT 2-1 16S riboso 
Gammaproteobacteria; Vib 
209084 Bacteria_16S 
strain A828 16S ribosoma 
Proteobacteria; Alphapro 
209084 Bacteria_16S 
psittacicida strain Gerl 
psittacicida Bacteria; P 
Volucribacter. 
209084 Bacteria_16S 
halophilus strain JC2043 
halophilus Bacteria; Pro 
Aestuariibacter. 
209084 Bacteria_16S 
salexigens strain JC2042 
salexigens Bacteria; Pro 
Aestuariibacter. 
209084 Bacteria_16S 
haeundaensis strain BC74 
haeundaensis Bacteria; P 
Paracoccus. 
209084 Bacteria_16S 
velocicrescens strain MQ 
velocicrescens Bacteria; 


4101612 4101575 73 


4104622 4104585 73 
mal RNA, partial sequence 


4109182 4109145 73 


4124456 4124419 73 


4128982 4128945 73 


4130471 4130434 73 


4135021 4134984 73 


4136558 4136521 73 


ribosomal RNA, partial sequenc 
; Betaproteobacteria; Methyloph 
110 gi 
S ribosomal RNA, complete seque 
Betaproteobacteria; Neisseria 
110 gi 


, 


rionales; Vibrionaceae; Vibrio. 
110 gi 
1 RNA, partial sequence 
teobacteria; Rhizobiales; Barto 
110 gi 
236/81 16S ribosomal RNA, par 
roteobacteria; Gammaproteobacte 


110 gi 
16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 


110 gi 
16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 


110 gi 
171 16S ribosomal RNA, partial 
roteobacteria; Alphaproteobacte 


110 gi 
-4 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Entom 


e 40 
ilales; 


41 
Ne 


nc 
le 


e 
S; 


nellace 


ti 
ri 


al se 
a; Pa 


ue 
a; 


nce 
Alte 


ue 
a; 


nce 
Alte 


se 
ri 


quenc 
a; Rh 


uence 
lasma 


eq 
Op 


209084 Bacteria_16S 
strain Tab-4c 16S riboso 
Tenericutes; Mollicutes; 


4138124 4138087 73 


110 gi 
mal RNA, partial sequence 


Entomoplasmatales; Spiroplasma 


219846152 


219846150 
4103238 4104753 Vi 


219846146 
4107869 41 


219846134 


219846131 


219846130 


219846124 


219846123 


NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025740.1 
o gallicus Bacte 


838 
Me 


002 
iss 
bri 
ref|NR_025736.1 
092 
ae; tonella. 
NR_025724.1 

412310 
Paste 


Bar 
ref 
nce 
urel 


que 
ste lales; 
21.1 
4 
°. 


ref |NR_0257 
127615 41290 


romonadales; Alter 


rs 


20.1 
3 


ref|NR_0257 
4129099 41305 
romonadales; Alter 


14.1 
2 
d 


ref |NR_0257 
4133716 41351 
bacterales; Rho 


e 
odo 


ref 
4 
es; 


NR_025713.1 
135174 41366 
Spiroplasmat 


tal 


taceae; 


219846122 
4136739 4138254 Spiroplasma turonicum Bacteria; 


ref|NR_025712.1 


Spiroplasma. 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Psychrobacter 
6 Psychrobacter 


xellaceae; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
Alteromon 


as. 
Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 


aceae; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


acea Ss. 


Microbulbifer 

ulbifer maritimus 
Microbulbifer. 
Soehngenia 

4 Soehngenia 

Incertae Sedis; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 
rale 


Incertae Sedis; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Chitinibacter 

ibacter tainanensis 
ibacter. 

Vibrio gallicus strain 
ria; Proteobacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


209084 Bacteria_16S 
syrphidicola strain EA-1 
syrphidicola Bacteria; T 
209084 Bacteria_16S 
sabaudiense strain Ar-13 
sabaudiense Bacteria; Te 
209084 Bacteria_16S 
strain HYOS-1 16S riboso 
Tenericutes; Mollicutes; 
209084 Bacteria_16S 
strain TN-1 16S 
Tenericutes; Mollicutes; 
209084 Bacteria_16S 
strain M55 16S ribosomal 
Tenericutes; Mollicutes; 
209084 Bacteria_16S 
strain TABS-2 16S riboso 
Tenericutes; Mollicutes; 
209084 Bacteria_16S 
strain CUAS-1 16S riboso: 
Tenericutes; Mollicutes; 
209084 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Mollicutes; 
209084 Bacteria_16S 
strain EC-1 16S ribosoma 
Tenericutes; Mollicutes; 
209084 Bacteria_16S 
chrysopicola strain DF-1 
chrysopicola Bacteria; T 
209084 Bacteria_16S 
strain CCH 16S ribosomal 
Tenericutes; Mollicutes; 
209084 Bacteria_16S 
alleghenense strain PLHS 
alleghenense Bacteria; T 
209084 Bacteria_16S 
delicatus strain KMM 358 
delicatus Bacteria; Prot 
Sulfitobacter. 
209084 Bacteria_16S 
strain KMM 3554 16S ribo 
Proteobacteria; Alphapro 
209084 Bacteria_16S 
strain KMM 3809 16S ribo 
Proteobacteria; Gammapro 
209084 Bacteria_16S 
thalassicus strain SC 56 
thalassicus Bacteria; Fi 
209084 Bacteria_16S 
strain G3-29 16S ribosom 
Proteobacteria; Gammapro 
209084 Bacteria_16S 
lipolyticus strain SM-19 
lipolyticus Bacteria; Pr 
Marinobacter. 
209084 Bacteria_16S 
strain ATCC 29799 16S ri 
Bacteria; Bacteroidetes; 


4139690 4139653 73 


4141256 4141219 73 


4142820 4142783 73 


4149083 4149046 73 


4150638 4150601 73 


4153632 4153595 73 


4155197 4155160 73 


ribosomal RNA, 


4156763 4156726 73 


4158328 4158291 73 


4159894 4159857 73 


4161460 4161423 73 


4167474 4167437 73 


4168956 4168919 73 


4187385 4187348 73 


4193513 4193476 73 


110 


enericutes; Mollicutes; 
110 


nericutes; Mollicutes; 
110 
mal RNA, partial sequence 


110 
partial sequence 
Entomoplasmatales; 
110 
RNA, partial sequence 
Entomoplasmatales; 
110 

mal RNA, partial sequence 
Entomoplasmatales; 
110 

mal RNA, partial sequence 
Entomoplasmatales; 
110 
partial sequence 
Entomoplasmatales; 
110 
1 RNA, partial sequence 
Entomoplasmatales; 
110 


enericutes; Mollicutes; 
110 
RNA, partial sequence 
Entomoplasmatales; 
110 


enericutes; Mollicutes; 
110 


110 


teobacteria; 
110 


110 


rmicutes; Clostridia; 
110 


al RNA, partial sequence 


110 
oteobacteria; 
110 


bosomal 
Bacteroidia; 


209084 Bacteria_16S 


110 


Bacteroidales; 
4196517 4196480 73 


gi 


16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


gi 


43 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Entomoplasmatales; Spiroplasmataceae; 
4144386 4144349 73 i 
ribosomal RNA, 
Spiroplasmataceae; 


Spiroplasmataceae; 
Spiroplasmataceae; 
Spiroplasmataceae; 


Spiroplasmataceae; 


gi|219846119|ref|NR_025709.1 
4141437 41429 

Spiroplasma. 
gi|219846118|ref|NR_025708.1 
4143001 41445 

Spiroplasma. 
gi|219846115|ref|NR_025705.1 
4147699 41492 

Spiroplasma. 
gi|219846114|ref|NR_025704.1 
4149264 41507 

Spiroplasma. 
gi|219846112|ref|NR_025702.1 
4152247 41537 

Spiroplasma. 
gi|219846111|ref|NR_025701.1 
4153813 41553 

Spiroplasma. 
gi|219846110|ref|NR_025700.1 
4155378 41568 


Spiroplasmataceae; 


gi 


16S ribosomal RNA, partial sequence 
Entomoplasmatales 


gi 


4158509 41 
Spiroplasmataceae; 


gi 


-1 16S ribosomal RNA, partial sequence 
Entomoplasmatales 


gi 


4 16S ribosomal RNA, partial sequence 
eobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


gi 


219846121 


219846120 


219846109 


219846107 


219846102 


Rhodobac 


219846101 


somal RNA, partial sequence 4167649 41690 
Rhodobacterales; 
4170534 4170497 73 


Rhodobacter 


219846100 


somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; Alteromonad 
4184348 4184311 73 


219846088 


2 16S ribosomal RNA, partial sequence 
Clostridi 


ales; Pept 
219846085 


4186000 41874 


teobacteria; Vibrionales; Vibri 
4191993 4191956 73 


gi 


gi 


RNA, partial sequence 


onaceae; V 
219846081 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Altero: 


219846080 
41921 


Bacteroidace 


gi 


219846078 


ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 


ganghwensis Bacteria; Pr 


209084 Bacteria_16S 


nitratireducens Bacteria 
Thioalkalivibrio. 
209084 Bacteria_16S 


translucida Bacteria; 
Pseudoalteromonas. 
209084 Bacteria_16S 


4214594 4214557 73 
translucida strain KMM 520 16S ribosomal RNA, partial s 


Proteobacteria; Gammaproteobacter 


4216149 4216112 73 


oteobacteria; 
110 


; Proteobacteria; 


110 


110 


Gammaproteobacteria; 
4206978 4206941 73 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial 


gi 


Gammaproteobacteria; 


gi 


gi 


Oceano 
219846071 

sequence 
Ch 


219846065 
equence 
ia; Altero 


219846064 


paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 


ref 


rs 


ref 
4 


ref 
4 


ref 


ref 


rs 


ref 


rs 


ref 
78S 


ref 
64M 


ref 


rs 


ref 


ref 
4 


ref 
39 4 
ae; 
ref 


rs 


ref 
4 


ref 
4 


ref 


Spiroplasmatac 


; Spiroplasmatac 


; Spiroplasmatac 


terales; 


aceae; 


aceae; 


ostreptococcacea 


monadales; 


spirillales; 


romatiales; 


monadales; 


NR_025711.1 
138305 413982 


NR_025710.1 
139871 414138 


Spiroplasmataceae; 


NR_025699.1 
156944 415845 


NR_025698.1 


NR_025697.1 
160075 416159 


NR_025692.1 
166170 416759 


NR_025691.1 
ulfitobacter 
Sulfitoba 
NR_025690.1 
arinobacter 
Marinobac 
NR_025678.1 
183005 418440 


NR_025675.1 


NR_025671.1 
190616 419208 
Alter 


NR_025670.1 
193621 Bacter 
Bacteroides. 
NR_025668.1 
195136 419657 
Hah 
NR_025661.1 
205616 420703 
Ecto 


NR_025655.1 
213214 421471 
Pseud 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma 
6 Spiroplasma 
Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 
iroplasma. 


Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 
iroplasma. 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Sulfitobacter 
8 Sulfitobacter 


Rhodobacteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 
Marinobacter excellens 


excellens Bacteria; 


ter. 
Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Vibrio superstes 


86 Vibrio superstes Bacteria; 
ibrio. 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Bacteroides capillosus 
oides capillosus 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


NR_025654.1 


Pseudoalteromonas 


4214764 4216269 Pseudoalteromonas 


paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 

209084 Bacteria_16S 
lactatifermentans 
lactatifermentans 
209084 Bacteria_16S 
strain 34633 16S 


209084 Bacteria_16S 


methylohalidivorans strain MB2 16S ribosomal RNA, parti 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Leisingera. 
209084 Bacteria_16S 
strain F2R9 16S r 
Proteobacteria; 
209084 Bacteria_16S 
hispanicum strain 
Bacteria; Proteob 
209084 Bacteria_16S 
aquaticum strain 
Bacteria; Proteob 
209084 Bacteria_16S 
strain U 5/41 16S 
Proteobacteria; 
209084 Bacteria_16S 
thermophilus stra 


thermophilus Bacteria; 


Methylococcus. 
209084 Bacteria_16S 
strain MSB-8 16S 
Thermotogae; 
209084 Bacteria_16S 
strain CC-1 16S r 
Thermotogae; 
209084 Bacteria_16S 
strain Met-12 16S 
Thermotogae; 
209084 Bacteria_16S 
strain LF13 16S r 
Caldithrix. 

209084 Bacteria_16S 
strain SL24 16S r 
Thermotogae; 
209084 Bacteria_16S 
cheerisanensis st 


ribosomal RNA, 
Thermotogales; 


4220736 4220699 73 


Firmicutes; 
4223732 4223695 73 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 


4232775 4232738 73 


4235829 4235792 73 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


4240344 4240307 73 


4241803 4241766 73 


4246334 4246297 73 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


180453 180417 73 
Proteobacteria; 
305451 305415 74 


Thermotogaceae; 
331376 331340 74 


ibosomal RNA, partial sequence 
Thermotogales; 


Thermotogaceae; 
452049 452013 74 


ribosomal RNA, partial sequence 
Thermotogales; 


Thermotogaceae; 
583267 583231 74 


ibosomal RNA, partial sequence 


615051 615015 74 


ibosomal RNA, partial sequence 
Thermotogales; 


Thermotogaceae; 
969369 969321 63 


complete sequence 


strain G17 16S ribosomal RNA, partial 
Bacteria; 


1E0 gi 


110 gi 


110 gi 


GP34 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; 


110 gi 


GR16 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 


110 gi 


109 gi 


in IMV-B-3037 16S ribosomal RNA, parti 
Gammaproteobacte 


110 gi 
Thermotoga. 
110 gi 


Geotoga. 
110 gi 
Petrotoga. 
110 gi 


110 gi 


Petrotoga. 
110 gi 


rain YC75 16S ribosomal RNA, partial s 


cheerisanensis Bacteria; Actinobacteria; Actinobacterid 


Streptomycetaceae; 
209084 Bacteria_16S 


Kitasatospora. 


1140943 1140907 74 


shabanensis strain E1L3A 16S ribosomal RNA, 


shabanensis Bacte 
Salinisphaera. 

209084 Bacteria_16S 
DSM 9946 16S ribo 
Deinococcus-Thermus; 
209084 Bacteria_16S 


ria; 


DSM 20544 16S ribosomal 


Bacteria; Firmicutes; 
209084 Bacteria_16S 


DSM 43833 16S ribosomal RNA, partial sequence 


somal R 


Proteobacteria; 
1163588 1163552 74 


Deinococci; Thermales; 
1165149 1165102 63 


Clostridia; 
1171211 1171175 74 


RNA, partial sequence 


110 gi 
complete se 


Gammaproteobacter 


110 gi 


Thermaceae; 
410 gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Thermobispora. 

209084 Bacteria_16S 
DSM 4359 16S ribo 
Thermotogae; 
209084 Bacteria_16S 
strain SJ95 16S r 
Thermotogae; 
209084 Bacteria_16S 
aurantiaca strain 
Bacteria; 
209084 Bacteria_16S 


Gemmatimonadetes; 


1203026 1202990 74 


Thermotogaceae; 
1336042 1336006 74 


ibosomal RNA, partial sequence 
Thermotogales; 


Thermotogaceae; 
1399446 1399410 74 


1681561 1681525 74 


110 gi 
110 gi 
Thermotoga. 
110 gi 
Petrotoga. 
110 gi 


T-27 16S ribosomal RNA, partial seque 
Gemmatimonadales; 


Gemmatimo 


Rhizobia 


Rhizobia 


4222451 42238 
izobiace 


219846047 
al 


219846045 


4234473 42358 
nterobac 


E 
219846042 
e 
le 

219846041 


le 
219722938 


4244934 42463 
Enterobac 


265678943 


265678857 


304028 30558 


265678840 


329993 33159 


265678753 


450666 45216 


265678664 


581868 58337 


265678642 


613678 61515 


265678398 
equence 
ae; 


253680763 
quence 


ia; 


228720981 


NA, partial sequence 1162257 1163688 Meiothermus silvanus 
Meiothermus. 


228720667 


1163739 11652 
Clostridiales; Veillo 


nellaceae; 
228719618 


1169826 11712 


ales; 


228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotogales; 


228721489 


1334683 13361 


228715357 
nce 13980 
nadaceae; 


110 gi 


219878421 


mediatlanticus strain TR 16S ribosomal RNA, partial sequence 


mediatlanticus Bacteria; 


Deinococcus-Thermus; 


Deinococc 


i; Thermal 


sequenc 


42390 
s; Methy 


42404 
s; Methy 


al sequenc 
ria; Methy 


Actinomycetales; 


Salini 


Pseudonocardineae; 


ae; Afipia. 
ref |NR_025637.1 
e 4231451 423288 
Rhodobacteral 
ref|NR_025635.1 
teriaceae; Klebs 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref|NR_024570.1 


teriaceae; 
ref|NR_029251.1 
e 179074 180523 
lococcales; 


ref|NR_029163.1 


ref|NR_029145.1 
ref|NR_029058.1 
ref 


NR_028969.1 


ref |NR_028947.1 


ref|NR_028700.1 
967981 969477 
Strep 


ref|NR_028011.1 
1139586 114102 
sphaerales; Sali 


ref |NR_027600.1 


ref|NR_027596.1 
Mitsuokella. 
ref|NR_027583.1 
94 Thermobispora 
P 
ref|NR_027530.1 
a neapolitan 


ref|NR_027612.1 


ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_025560.1 
1680196 168167 
Thermaceae; 


es; 


e 


110 gi|219846061|ref|NR_025651.1| Clostridium 
sequence 4219342 4220838 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
110 gi|219846056|ref|NR_025646.1| Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Escherichia coli 


83 Escherichia coli Bacteria; 
Esche 


richia. 
Methylococcus 
Methylococcus 


Methylococcaceae; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Salinisphaera 
5 Salinisphaera 


nisphaeraceae; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Gemmatimonas 
imonas aurantiaca T-27 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 


209084 Bacteria_16S 
strain SL25 16S r 
Ther 
209084 Bacteria_16S 
thermolithotrophu: 
thermolithotrophu: 
209084 Bacteria_16S 
strain VP-6 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
209084 Bacteria_16S 
strain SR12 16S r 
Clost 
209084 Bacteria_16S 


Thermotogae; 


Firmicutes; 


strain Se-1 16S r 


Deinococcus-Thermus; 
209084 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


209084 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


209084 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
209084 Bacteria_16S 


strain RF-4 16S r 


Deinococcus-Thermus; 
209084 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


209084 Bacteria_16S 


strain DSM 20167 


209084 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


209084 Bacteria_16S 


strain Wai33 16S 
Deinococcus-Therm 


209084 Bacteria_16S 


strain YT-1 16S r 
Deinococcus-Therm 


209084 Bacteria_16S 


strain SGT-108 16 


Proteobacteria; G 


1813940 1813904 74 110 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
2088480 2088404 34 


gi 
Petrotoga. 
110 gi 


2538513 2538473 70 110 
ibosomal RNA, partial sequence 


gi 


2559492 2559449 67 110 
ibosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 


219878327 


1812567 18140 


219878131 
1 
su 

219857352 


2537193 25385 
homonada 


yp 
219857338 


2558106 25596 


3021006 30224 


sequence 
lfurobac 


ref|NR_025466.1| Petrotoga sibirica 
48 Petrotoga sibirica Bacteria; 


Desulfurobacterium 
8 Desulfurobacterium 
teriaceae; Desulfurobacterium. 
ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas. 

ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 


ref|NR_025270.1 
2087053 208849 


ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2630279 2630243 74 110 gi|219857239|ref|NR_024867.1| Thermus scotoductus 

ibosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 

2634759 2634716 67 110 gi|219857236|ref|NR_024864.1| Planomicrobium 
train MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
acteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

2788203 2788155 62 110 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

2982931 2982891 70 110 gi|219846935|ref|NR_026527.1| Chlamydophila 

TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
ia; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

3020846 3020810 74 110 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 

Deinococci; Thermales; Thermaceae; Thermus. 
3022368 3022332 74 110 gi|219846909|ref|NR_026501.1| Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Deinococci; Thermales; Thermaceae; Thermus. 
3364871 3364839 70 102 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
SM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
3401121 3401074 63 110 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 
16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
3834969 3834933 74 110 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
somal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
ridiales; Ruminococcaceae; Ruminococcus. 
3877525 3877489 74 110 gi|219846311|ref|NR_025901.1| Thermus filiformis 
ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
us; Deinococci; Thermales; Thermaceae; Thermus. 
3879045 3879009 74 110 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
ibosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
us; Deinococci; Thermales; Thermaceae; Thermus. 
4068405 4068369 74 110 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
4069945 4069909 74 110 gi|219846173|ref|NR_025763.1| Aquicella lusitana 


209084 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


209084 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


209084 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


209084 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


209084 Bacteria_16S 


strain CE40 16S r 
Actinobacteria; A 


209084 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
133355 133320 75 110 gi 
ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; Rho 


209084 Bacteria_16S 


160746 160711 75 110 gi 


4068567 40700 


122905 12429 


ococcineae 
265678974 


131953 13349 


dothermace 
265678956 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Pseudoclavibacter 


48 Aquicella lusitana Bacteria; 


ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
19451 19416 75 110 gi|265679051|ref|NR_029359.1| Hymenobacter 
train AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
28584 28549 75 110 gi|265679045|ref|NR_029353.1| Coenonia anatina 
S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
88908 88873 75 110 gi|265679004|ref|NR_029312.1| Capnocytophaga 
n A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
124269 124222 63 110 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 


8 Cellulomonas hominis Bacteria; 

; Cellulomonadaceae; Cellulomonas. 

ref |NR_029282.1| Rhodothermus marinus 

5 Rhodothermus marinus Bacteria; 

ae; Rhodothermus. 

ref|NR_029264.1| Pseudoclavibacter 
159387 160848 Pseudoclavibacter 


209084 Bacteria_16S 


strain 113-1 16S 


Firmicutes; Erysi 
209084 Bacteria_16S 
aurantiaca strain 
Proteob 


Bacteria; 


209084 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
209084 Bacteria_16S 
burtonensis strai 
burtonensis Bacte 
209084 Bacteria_16S 


polysaccharolytic 


Thermoanaerobacte 


186626 186583 67 110 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

192758 192723 73 108 gi|265678935|ref|NR_029243.1| Methylomonas 

JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

205089 205046 67 110 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
in H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
eria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

264583 264548 75 110 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
n ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 

270540 270497 67 110 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
um strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 

Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
287207 287172 75 110 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 


209084 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


209084 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


209084 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


209084 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


209084 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


209084 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


209084 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


209084 Bacteria_16S 


strain DSB MGU 15 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


209084 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


209084 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


209084 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


209084 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


209084 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


209084 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


209084 Bacteria_16S 


strain LV3 16S ri 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


209084 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
302372 302337 75 110 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
325275 325240 75 110 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
326804 326769 75 110 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
328329 328294 75 110 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
337717 337666 59 110 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
339281 339230 59 


110 gi 


RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
349775 349740 75 110 gi 


-6 16S ribosomal RNA, partial sequence 
378081 378046 75 
complete sequence 
Actinomycetales; Micrococcineae; Micr 
402622 402587 75 110 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 

425867 425832 75 
RNA, partial sequence 
avobacteriales; Flavobacteriaceae; For 
444399 444364 75 110 gi 
HTCC2559 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
511807 511764 67 110 gi 
osomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
520912 520877 75 110 gi 
R-9192 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
522439 522404 75 110 gi 
n R-9106 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
565254 565219 75 110 gi 
bosomal RNA, partial sequence 


110 gi 


, 


110 gi 


566760 566725 75 110 gi 
ain CPW406 16S ribosomal RNA, partial 


teria; Bacteroidetes; Flavobacteria; F 


285875 28729 


300996 30245 


424476 425990 Formo 


510382 51190 


563902 56532 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 


265678859 


376697 378215 Agromyces 


265678705 
ence 51954 
s; Flavoba 
265678704 
quence 

vobacteria 
265678676 


ococcineae 
265678675 
sequence 
lavobacter 


571311 571276 75 110 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 


gi 


ref |NR_029165.1 


ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref|NR_028981.1 
; Microbacteriac 
ref|NR_028980.1 

565378 566823 
iales; Flavobact 


265678672 


0 Mycoplasma testudinis Bacteria; 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


265678844|ref|NR_029149.1| Prevotella disiens 
ce 323869 325347 Prevotella disiens Bacteria; 
ae; Prevotella. 
265678843 |ref|NR_029148.1| Prevotella veroralis 
325398 326875 Prevotella veroralis Bacteria; 
ae; Prevotella. 
265678842 |ref|NR_029147.1]| Prevotella oulorum 
326926 328435 Prevotella oulorum Bacteria; 
ae; Prevotella. 
265678833 |ref|NR_029138.1| Parascardovia 
quence 336318 337835 Parascardovia 
Bifidobacteriales; Bifidobacteriaceae; 
265678832|ref|NR_029137.1| Bifidobacterium 
nce 337886 339399 Bifidobacterium saeculare 
riales; Bifidobacteriaceae; Bifidobacterium. 
265678825 |ref|NR_029130.1]| Agromyces hippuratus 
348412 349877 Agromyces hippuratus Bacteria; 
ococcineae; Microbacteriaceae; Agromyces. 
265678803 |ref|NR_029108.1]| Agromyces ulmi strain 
ulmi Bacteria; Actinobacteria; 
obacteriaceae; Agromyces. 
265678787 |ref|NR_029092.1| Agromyces cerinus 
artial sequence 401266 402730 Agromyces 
obacteridae; Actinomycetales; Micrococcineae; 
265678771|ref|NR_029076.1| Formosa algae strain 
sa algae Bacteria; Bacteroidetes; 
mosa. 
265678759|ref|NR_029064.1| Croceibacter 
equence 443005 444493 Croceibacter 
obacteriales; Flavobacteriaceae; Croceibacter. 
265678711|ref|NR_029016.1| Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Flavobacterium 
acterium micromati 
obacterium. 
Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 
Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Chryseobacterium 
Chryseobacterium 
eriaceae; 


ref |NR_028977.1 


Pedobacter africanus 


569932 571421 Pedobacter africanus Bacteria; 
Sphingobacteriaceae; Pedobacter. 


209084 Bacteria_16S 
thermohalophila strain Fru22 16S ribosomal RNA, partial 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; B 
209084 Bacteria_16S 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequ 
Flavobacteriale 


Bacteria; Bactero 


209084 Bacteria_16S 
defluvii strain B2 16S ribosomal RNA, partial sequence 
Flavobacteriale 


Bacteria; Bactero 


209084 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


209084 Bacteria_16S 


strain 216 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 


209084 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


209084 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


209084 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


209084 Bacteria_16S 


VKM Ac-1800 16S r 


strain Chj707 16S 
Bacteroidetes; Fl 


209084 Bacteria_16S 


ruestringensis st 
ruestringensis Ba 


209084 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


209084 Bacteria_16S 


strain VKM Ac-180 


592233 


602730 


idetes; 
622593 


idetes; 
705748 


EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


708573 
bosomal RNA, 


730197 
bosomal RNA, 
cteroidia; 
737764 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


icutes; 
745356 
bosomal RNA, 
avobacteria; 
756644 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 


801143 


ribosomal RNA, partial sequence 


avobacteria; 
865088 


rain Bl 16S ribosomal RNA, partial seq 
Bacteroidetes; 


cteria; 
886089 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


887625 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


209084 Bacteria_16S 
VKM Ac-1401 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 


912185 


Flavobacteria; 


Flavobacteria; 


Bacteroidales; 


1029005 1028970 75 


592198 75 110 


602695 75 110 


622558 75 110 


705713 75 110 


708538 75 110 
partial sequence 


730162 75 110 
partial sequence 


737729 75 110 


745321 75 110 
partial sequence 
Flavobacteriales; 
756609 75 110 


801108 75 110 


Flavobacteriales; 
865053 75 110 


Flavobac 


886054 75 110 


887590 75 110 


912150 75 110 


110 


strain IC166 16S ribosomal RNA, partial sequence 


Bacteroidetes; Fl 


209084 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


209084 Bacteria_16S 


vladivostokensis 
vladivostokensis 
Vitellibacter. 


209084 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; A 


209084 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 


209084 Bacteria_16S 
Cc 2781 
Cc 2781 
209084 Bacteria_16S 


serovar 3 str. 
serovar 3 str. 


AT 
AT 


strain QSSC1-22 1 
Bacteroidetes; Fl 


209084 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


Bacteria; 


osomal 


avobacteria; 


in A40 
idetes; 


6S ribo 
avobacteria; 


209084 Bacteria_16S 
1279 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


1064097 1064054 67 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1073037 1073002 75 
strain KMM 3516 16S ribosomal 
Bacteroidetes; 


1102970 1102935 75 

RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1106060 1106025 75 
16S ribosomal 
Bacteroidia; 
1122810 1122775 75 


1139403 1139368 75 
omal RN 


Deinococci; 


Flavobacteriales; 
110 
110 

Flavob 
110 
110 

RNA, parti 


Bacteroida 
110 


5 16S ribosomal RNA, partial se 
5 Bacteria; 
1125877 1125842 75 


Tenericutes; 
110 


Flavobacteriales; 
110 


110 
1 
Ther 


Thermales; 


Prevotellace 


RNA, par 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 
Flavoba 
gi 
gi 


Flavoba 
gi 


teria; 
gi 


gi 


gi 


gi 


Flavoba 
gi 


gi 
acteria 


gi 


gi 
al sequ 
les; Ba 


gi 


Mollic 
gi 


Cryomor 
gi 


Ss; 


Ss; 


ales; 


ae; 


uence 


ales; 


uence 


quence 
utes; 


phaceae; 


gi 


maceae; 


265678658 
sequence 
acteroidales; 
265678651 
ence 60134 
Flavobacteriaceae; 
265678637 

62122 
Flavobacteriaceae; 
265678579 
ence 70441 


265678577 
707255 70861 


265678562 
728785 73027 
Prevotella. 
265678556 
736380 73789 
Entomoplasmataceae; 
265678550 
744001 74541 
cteriaceae; Psychroflexus. 
265678542 
755262 75674 


Flavobacteriales; 
265678454 
88470 
Micrococcineae; Micr 


265678453 

88624 
ococcineae; 
265678437 
910794 91228 


acillaceae; 
265678329 
tial sequence 
; Flavobacteriales; 


265678308 
1101592 11031 


Mycoplasmataceae; 
224581403 
somal RNA, partial sequence 1124514 11259 


253680764 
A, complete sequence 1138010 1139535 Leifsonia 
Actinomycetales; Micrococcineae; Micr 
1159008 1158973 75 


obacteriaceae; 
228721491 
157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 


ref |NR_028963.1 

590846 592357 
Marinilabiac 
ref |NR_028956.1 
Geli 
ref |NR_028942.1 
9 622643 Chryse 
Chry 


ref|NR_028884.1 


ref|NR_028882.1 


ref|NR_028866.1 


ref|NR_028860.1 
7 Entomoplasma 
Entomoplasma. 
ref|NR_028854.1 
8 Psychroflexus 
ref|NR_028846.1 
Microbacteriac 
ref|NR_028815.1 
Kaistella. 
ref|NR_028772.1 
863710 865135 
Flavobac 
ref|NR_028756.1 
1 886196 Rathay 


ref|NR_028755.1 
7 887732 Agreia 
Microbacteriac 


ref |NR_028739.1 


ref|NR_028661.1 
54 Cellulophaga 
Cellulophaga. 
ref |NR_028637.1 
1062699 106423 
Alicyclobacill 
ref |NR_028631.1 
107168 
Flavob 
ref|NR_028610.1 
Microbacteriac 
ref |NR_028607.1 
72 1106166 Bacter 
Bacteroides. 
NR_027532.1 
121455 112289 
Ur 
NR_027184.1 


ref 
1 


ref 


Cryomorpha. 
ref|NR_028012.1 
rubra Bacte 
Leifsonia. 


Anaerophaga 

Anaerophaga 
eae; Anaerophaga. 

Gelidibacter 


4 602854 Gelidibacter mesophilus 


dibacter. 
Chryseobacterium 
obacterium defluvii 
seobacterium. 
Friedmanniella 


6 705838 Friedmanniella lacustris 
Propionibacterineae; 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 
ionibacterineae; Propionib 


acteriaceae; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Psychroflexus tropicus 
tropicus Bacteria; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 
ococcineae; 
265678512 
799765 80123 
cteriaceae; 
265678469 


eae; Agromyces. 
Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Muricauda 

Muricauda 

teriaceae; Muricauda. 
Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 
ococcineae; Microbacteriac 
265678359 
1027642 10290 
cteriaceae; 
265678335 


eae; Leifsonia. 
Cellulophaga algicola 


algicola Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Vitellibacter 
7 1073086 Vitellibacter 
acteriaceae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
ococcineae; 
265678305 
ence 11046 
cteroidaceae; 
228715451 


eae; Agromyces. 
Bacteroides 
oides acidifaciens 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 

Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


ref |NR_027614.1 


Meiothermus. 


Meiothermus ruber DSM 


209084 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


209084 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


209084 Bacteria_16S 


stercorihominis D 
stercorihominis D 


209084 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
209084 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


209084 Bacteria_16S 
rain TT4B 16S ribosomal RNA, partial s 
Deltaproteobac 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


209084 Bacteria_16S 


AT1047 16S riboso 
Flavobacteria; Fl 


209084 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


209084 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


209084 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


thermacidophilum 


Bifidobacterium thermacidophilum subsp. 
Bifidobacteriales; 
209084 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


209084 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


209084 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


209084 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


209084 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


209084 Bacteria_16S 
LCDC 89/0504 16S ribosomal RNA, parti 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


209084 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


209084 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


209084 Bacteria_16S 


VKM B1479 16S rib 


1168103 1168068 75 110 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; 
1174283 1174248 75 
16S ribosomal RNA, partial 
cteroidetes; Flavobacteria; 
1183330 1183287 67 
SM 1724 
SM 1724 


110 


110 


4 Bacteria; Firmicutes; 
1195418 1195375 67 110 
53 16S ribosomal RNA, partial 
a; Firmicutes; Clostridia; 


1219484 1219449 75 110 


1269380 1269338 68 110 


cteria; Proteobacteria; 
1273872 1273837 75 
mal RNA, partial sequence 
avobacteriales; 


110 


1279678 1279643 75 110 
ribosomal RNA, partial sequenc 
icutes; Entomoplasmatales; 


1291824 1291777 63 110 


, 
e; Corynebacterium. 
1317602 1317567 75 110 
bosomal RNA, partial sequence 


1331414 1331363 59 110 
subsp. porcinum strain P3-14 16 


Bifidobacteriaceae; Bifidobac 
1361833 1361787 63 110 
10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobi 
Acidimicrobium. 

1375491 1375456 75 
1 RNA, partial sequence 
avobacteriales; 


’ 


v 


110 


Flavobacteriace 
1396507 1396472 75 110 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Mari 
1402471 1402436 75 110 
33 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacte 
Leifsonia. 
1437517 1437482 75 110 
506 16S ribosomal RNA, partial 
ccus-Thermus; Deinococci; 
1458698 1458651 63 


, 


110 
ia; Actinobacteria; Actinobacte 


1545027 1544992 75 110 
S ribosomal RNA, partial sequen 
avobacteria; Flavobacteriales; 
1628265 1628230 75 110 
idetes; Flavobacteria; 
1651026 1650989 73 
osomal RNA, partial sequence 


110 


209084 Bacteria_16S 


strain R5292 16S 


1683141 1683094 63 110 
ribosomal RNA, partial sequence 


Thermales; 


gi 


1166738 
Flavobacteriale 


gi 


sequence 
Flavobacte 


gi 


4 16S ribosomal RNA, partial se 
Clostri 


gi 


sequence 
Thermoanaer 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 
Sej 


gi 
e 


gi 


109 16S ribosomal RNA, partial sequenc 
Actinobacteria; Actinobacteridae; Ac 


gi 


228719858 
11681 
s; Flavoba 
228719222 
11729 
riales; Fl 
228717350 
quence 
dia; Clost 
228715634 
11940 
obacterale 


219878368 
12181 
ales; 
219846421 
equence 
teria; Des 


219846220 


1272544 1273908 Sejon 
Flavobacteriaceae; 


ongia. 
219846093 


1278319 12798 
Entomoplasmataceae; M 


228720812 
e 12904 
tinomyceta 


228715851 


1316224 13177 


acteria; Actinobacteridae; Actinomycet 
209084 Bacteria_16S 


gi 
S ribos 


terium. 
gi 


complete sequ 


dae; Ac 


gi 


1374101 1375614 
Kor 


ae; 
gi 


1395106 


nitoga. 
gi 


sequence 


ridae; 


gi 
sequenc 


gi 
ridae; 


gi 
ce 


gi 


-9014 16S ribosomal RNA, partial seque 
Flavobacteriale 


gi 


T 


ales; Micr 
219846082 
omal RNA, 


228719712 
ence 13604 
idimicrobi 


228717906 
Kordi 
dia. 
228715882 
13965 


228715351 
14011 
Actinomyce 


224581430 
e 14361 
hermaceae; 
224581414 
al sequenc 
Actinomyce 


219857262 


1543657 15451 
Flavoba 


cteriaceae 
219878458 
nce 16269 
s; Flavoba 
219878442 


1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


gi 


obacterace 
219878420 


Prop 


ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; Psyc 
ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref|NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


R 


ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 
ref 
gia 


NR_025810.1 
jeonii Bacte 


ref|NR_025683.1 
esoplasma. 
ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


ref|NR_027540.1 

ococ 
ref 

comp 


cineae; Trop 
NR_025672.1 
lete sequenc 


ref|NR_027584.1 
61 1361925 Acidim 
ales; Acidimicro 


v 


ref 
aal 


NR_027568.1 
gicida OT-1 


ref|NR_027541.1 


ref|NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref|NR_024893.1 


; Arenibacter. 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025581.1 


ae; 
ref 


Labrys. 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 

Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 

Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 

Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Desulfuromonas 
5 Desulfuromonas 


Desulfuromonadaceae; 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Corynebacterium 
bacterium urealyticum 
rineae; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Bifidobacterium 
e 1330013 1331535 


porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Acidimicrobium 
icrobium ferrooxidans 
bineae; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Oceanithermus 
thermus profundus 


Arcanobacterium 
5 Arcanobacterium 


ineae; Actinomycetaceae; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Flavobacterium 
acterium frigoris 
obacterium. 

Labrys monachus strain 


41 Labrys monachus Bacteria; 


NR_025559.1 


Actinomyces oricola 


1681727 1683234 Actinomyces oricola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


209084 Bacteria_16S 


gelidilacus strain R-8899 


gelidilacus Bacteria; 
209084 Bacteria_16S 


faecium strain DSM 11690 


faecium Bacteria; 
Sphingobacterium. 
209084 Bacteria_16S 
strain AJ2502 16S 


Bacteroidetes; 


Bacteroidetes; 


1713673 1713638 75 


1715213 1715178 75 


1716747 1716712 75 


110 


110 


110 


gi 


Flavobacteriales; 
219878398 
16S ribosomal RNA, partial sequence 

Sphingobacteria; 


gi 


Sphingobacteriales; 


gi 


219878399 
16S ribosomal RNA, partial sequence 
Flavobacteria; 


219878397 


ref|NR_025538.1 
1712309 171377 
Flavobacter 
ref |NR_025537.1 
1713828 171532 
Sphingobact 


ref|NR_025536.1 


ribosomal RNA, 


partial sequence 


Bacteroidetes; 


Sphingobacteria; 


Sphingobacteriales; 


209084 Bacteria_16S 
strain DSM 12145 
Bacteroidetes; 
209084 Bacteria_16S 


strain A37 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
209084 Bacteria_16S 
strain CCUG 43457 
Bacteroidetes; 
209084 Bacteria_16S 
flaccumfaciens pv. 

Curtobacterium 
Actinomycetales; 
209084 Bacteria_16S 


209084 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
209084 Bacteria_16S 


209084 Bacteria_16S 
scardovii strain 


scardovii Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacterium. 
209084 Bacteria_16S 


molinativorax strain ON4 16S ribosomal RNA, partial seque 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; 
Gulosibacter. 


Microbacteriaceae; 
209084 Bacteria_16S 
aerophilus strain 
aerophilus Bacteria; 
209084 Bacteria_16S 


joostei strain LMG 18212 16S ribosomal RNA, partial seque 
Bacteroidetes; 


joostei Bacteria; 
209084 Bacteria_16S 


scophthalmum strain LMG 13028 16S ribosomal RNA, partial 


scophthalmum Bacteria; 
Chryseobacterium. 
209084 Bacteria_16S 


urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
209084 Bacteria_16S 
strain ET-5b 16S 
Firmicutes; 
209084 Bacteria_16S 
hesperidum strain 
Bacteria; 
209084 Bacteria_16S 


Bacteroidetes; 
209084 Bacteria_16S 


2033053 2033010 67 110 gi|219878174|ref|NR_025313.1 
FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyc 
Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
2047023 2046988 75 110 gi|219878161|ref|NR_025300.1 
strain M384 16S ribosomal RNA, partial sequence 2045623 20471 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
2063831 2063796 75 110 gi|219878148|ref|NR_025287.1 


strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
Flavobacteriales; 


Bacteroidetes; 
209084 Bacteria_16S 


Bacteroidetes; 
209084 Bacteria_16S 


16S ribo 
Sphingobacteria; 


Bacteroidia; 


Flavobacteria; 


Flavobacteria; 


1718300 1718265 75 


1719823 1719788 75 


1786495 1786460 75 


1812400 1812365 75 
flaccumfaciens pv. 


1820077 1820042 75 


1821609 1821574 75 


1823135 1823100 75 


1833832 1833781 59 


CCUG 13008 16S ribosomal RNA, 


1835267 1835232 75 


1906740 1906705 75 


1920448 1920413 75 


1921956 1921921 75 
Bacteroidetes; 


1955498 1955451 63 


1969159 1969116 67 


2065355 2065320 75 


2073107 2073072 75 


110 


110 


Sphingobacteriales; 


110 


16S ribosomal RNA, partial sequence 


Bacteroidales; Porphyromonadaceae; 


110 


110 


110 


110 


110 gi|219878313|ref|NR_025452.1 
partial sequence 1832458 183383 
Bifidobacteriales; Bifidoba 

110 gi|219878312|ref|NR_025451.1 


110 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family xX. 


110 


110 


Flavobact 
219878147 a 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga 
Flavobacteriales; Flavobact 


219878142 


Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 
Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Pedobacter piscium 


1715372 1716865 Pedobacter piscium Bacteria; 


Sphingobacteriaceae; 
219878396 
somal RNA, partial sequence 1716916 17183 
Sphingobacteriales; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


Sphingobacteria; Sphingobacteriales; Flexibac 
110 gi| 219878248 |ref|NR_025387.1 

nce 1919085 192055 

Flavobacteria; Flavobacteriales; Flavobacteriace 
110 gi| 219878247 |ref|NR_025386.1 

sequence 1920604 192206 

Flavobacteria; Flavobacteriales; Flavobacte 
110 gi|219878225|ref|NR_025364.1 

sequence 1954098 195552 

Actinomycetales; Actinom 

110 gi|219878216|ref|NR_025355.1 


1967755 19691 
Incertae Sed 


gi 


219878328 
flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
flacc 
Micrococcineae; Microbacteriaceae; 


219878322 
420/07 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Acti 


219878321 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219878259 
I/26Corl 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


ref|NR_025535.1 
Pedobact 
ref|NR_025534.1 
Pedobact 
ref|NR_025484.1 
1785130 1786580 Dysgon 
Dysgonomonas. 
ref|NR_025467.1 
partial sequ 


ref |NR_025462.1 
occineae; Microbacteriac 
ref|NR_025461.1 
nce 1820242 182172 
nomycetales; Micrococcin 


ref |NR_025460.1 


occineae; Microbacteriac 


nce 1833888 183531 
Actinomycetales; Microc 


ref |NR_025398.1 
1905456 190681 


is; Thermicanus. 


eriaceae; 
ref 


Cellulophaga. 
NR_025286.1 


eriaceae; Cellulophaga. 


gi 


strain ATCC 51261 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Bacteroidia; 


Bacteroidales; 


Prevotellaceae; 


Pedobact 


er. 
Pedobacter saltans 


94 Pedobacter saltans Bacteria; 
Sphingobacteriaceae; 
219878395 
1718445 17199 
Sphingobacteriaceae; 
219878345 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Dysgonomonas mossii 
omonas mossii Bacteria; 


Curtobacterium 
ence 1811040 1812516 


umfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Curtobacterium. 
219878323 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Bifidobacterium 

7 Bifidobacterium 

cteriaceae; 


Gulosibacter 
7 Gulosibacter 
occineae; 


Hymenobacter 

7 Hymenobacter 

teraceae; Hymenobacter. 
Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 

riaceae; 


Actinomyces 
0 Actinomyces 


ycineae; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


ref |NR_025281.1 


Prevotella enoeca 


2071729 2073175 Prevotella enoeca Bacteria; 


Prevotella. 


209084 Bacteria_16S 


209084 Bacteria_16S 
granulosum strain 


2077617 2077582 75 


2079178 2079143 75 


DSM 20700 16S ribosomal RNA, 


110 


110 


gi 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 
gi 
partial 


granulosum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 


209084 Bacteria_16S 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionimicrobium. 


209084 Bacteria_16S 
avidum strain DSM 


Propionibacterium. 
209084 Bacteria_16S 


KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; 
Flavobacteriaceae; Mesonia. 


Flavobacteria; 
209084 Bacteria_16S 


skagerrakense strain D30 
skagerrakense Bacteria; 


209084 Bacteria_16S 

omnivorum strain AS 1. 
omnivorum Bacteria; 
209084 Bacteria_16S 


xinjiangense strain AS 1 


xinjiangense Bacteria; 
209084 Bacteria_16S 


taiwanensis strain WR- 


taiwanensis Bacteria; 
209084 Bacteria_16S 


strain 128 16S ribosomal RNA, partial sequence 


Flavobacteriales; 


2080730 2080695 75 


2082287 2082252 75 


2097519 2097484 75 


2142925 2142890 75 


Bacteroidetes; 
2180783 2180748 75 


2747 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


2182299 2182264 75 


Bacteroidetes; 
2194444 2194409 75 
30 


Deinococcus-Thermus; 


2199029 2198994 75 


110 


110 


110 


110 


110 


gi 


gi 


4901 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Flavobacteria; 


gi 


-2749 16S ribosomal RNA, partial 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


209084 Bacteria_16S 


strain 486 16S ribosomal RNA, partial sequence 


2205059 2205024 75 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


209084 Bacteria_16S 
strain MMP-4 16S 


2212613 2212578 75 


ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


209084 Bacteria_16S 
strain RG-2C 16S 


2214113 2214078 75 


ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


209084 Bacteria_16S 
strain BbT2g 16S 


2215611 2215576 75 


ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


209084 Bacteria_16S 


strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


209084 Bacteria_16S 


strain 852 16S ribosomal RNA, partial sequence 


2229253 2229218 75 


2281313 2281278 75 


110 


gi 
22 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


209084 Bacteria_16S 


strain L1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


209084 Bacteria_16S 
strain ATCC 49929 


Propioniferax. 
209084 Bacteria_16S 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequen 
australiense Bacteria; Actinobacteria; Actinobacteridae; 


2288807 2288772 75 


2358321 2358286 75 


2359837 2359802 75 


Propionibacteriaceae; Propionibacterium. 


209084 Bacteria_16S 


strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 


strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


209084 Bacteria_16S 


2361362 2361327 75 


2362881 2362846 75 


2368999 2368964 75 


Entomoplasmatales; 


110 


Entomoplasmataceae; 


110 


110 


110 


110 


110 


gi 
22 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


2360002 23614 
Micrococcineae 


gi 


2361525 23629 
Micrococcineae 


gi 


219878138 


219878137 


sequence 


219878136 


219878135 


219878124 


219857640 


Flavobacteriales; 


219857613 


219857546 
79959 22814 


219857540 
87434 22889 
M 
219857489 
23569 
Prop 
219857488 


Actinomy 


219857487 


219857486 


ref|NR_025277.1 


ref|NR_025276.1 


ref|NR_025275.1 


ref|NR_025274.1 


ref |NR_025263.1 


ref 


NR_025229.1 


ref |NR_025202.1 


; Microbacteriac 
ref|NR_025134.1 


ref |NR_025128.1 


esoplasma. 
ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 
ref|NR_025075.1 


; Microbacteriac 
ref|NR_025074.1 


; Microbacteriac 


219857481 


spermatophilum strain AH159 16S ribosomal RNA, partial sequence 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Propionibacterium 


2076251 2077756 Propionibacterium 
Actinomycetales; Propionibacterineae; 


Propionibacterium 


2077807 2079320 Propionibacterium 
Actinomycetales; Propionibacterineae; 


Propionimicrobium 


2079371 2080872 Propionimicrobium 
Actinomycetales; Propionibacterineae; 


Propionibacterium 


2080923 2082426 Propionibacterium avidum 
Propionibacterineae; 


Propionibacteriaceae; 


Mesonia algae strain 
Bacteroidetes; 


Tenacibaculum 


2141553 2143017 Tenacibaculum 
Flavobacteriaceae; 


Tenacibaculum. 
Flavobacterium 


2179421 2180886 Flavobacterium 


Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
110 gi|219857612|ref|NR_025201.1| Flavobacterium 
sequence 2180937 2182402 Flavobacterium 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
110 gi|219857603|ref|NR_025191.1| Meiothermus 
16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
Deinococci; Thermales; Thermaceae; Meiothermus. 
110 gi|219857600|ref|NR_025188.1| Mycoplasma oxoniensis 
2197691 2199139 Mycoplasma oxoniensis Bacteria; 
110 gi|219857596|ref|NR_025184.1| Mycoplasma glycophilum 
2203720 2205169 Mycoplasma glycophilum Bacteria; 
110 gi|219857591|ref|NR_025179.1| Mycoplasma columborale 
2211275 2212723 Mycoplasma columborale Bacteria; 
110 gi|219857590|ref|NR_025178.1| Mycoplasma citelli 
2212774 2214223 Mycoplasma citelli Bacteria; 
110 gi|219857589|ref|NR_025177.1| Mycoplasma buteonis 
2214274 2215721 Mycoplasma buteonis Bacteria; 
110 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 


ref|NR_025069.1 
2367647 236907 


Mycoplasma 
5 Mycoplasma 


209084 Bacteria_ 


strain HRC292 16 
Tenericutes; Mol 


209084 Bacteria_ 


strain MH5408 16 
Tenericutes; Mol 


209084 Bacteria_ 


strain PG15 16S 
Tenericutes; Mol 


209084 Bacteria_ 


strain R171 16S 
Tenericutes; Mol 


209084 Bacteria_ 


strain PG30 16S 
Tenericutes; Mol 


209084 Bacteria_ 


strain MMP-1 16S 
Tenericutes; Mol 


209084 Bacteria_ 


columbinasale st 
columbinasale Ba 


209084 Bacteria_ 


strain G122 16S 
Tenericutes; Mol 


209084 Bacteria_ 


yonseiensis stra 
Bacteria; Firmic 


209084 Bacteria_ 


strain IL371 16S 
Tenericutes; Mol 


209084 Bacteria_ 


galactanivorans 
galactanivorans 


209084 Bacteria_ 


strain Loup-1 16 
Bacteroidetes; B 


209084 Bacteria_ 


strain LMG11607 


Bacteroidetes; F 


209084 Bacteria_ 


sublithincola st 
sublithincola Ba 


209084 Bacteria_ 


frigidarium stra 
Bacteria; Bacter 


209084 Bacteria_ 


capsulata strain 
capsulata Bacter 
Nocardioidaceae; 


209084 Bacteria_ 


bendigoensis str 
bendigoensis Bac 
Propionibacteria 


209084 Bacteria_ 


strain ACAM 81 1 
Bacteroidetes; F 
209084 Bacteria 
strain KMM 3677 

Bacteroidetes; F 
209084 Bacteria 
strain KMM 3676 

Bacteroidetes; F 
209084 Bacteria 
strain KMM 3526 
Bacteroidetes; 


F 


209084 Bacteria_ 


holothuriorum st 
holothuriorum Ba 
Salegentibacter. 


209084 Bacteria_ 


strain EPSA11 16 
Bacteroidetes; B 


16S 2373501 2373466 75 110 
ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 
16S 2375007 2374972 75 110 gi 
ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 


gi 


16S 2376517 2376482 75 110 gi|219857476|ref|NR_025064.1 
ribosomal RNA, partial sequence 2375159 23766 

licutes; Mycoplasmataceae; Mycoplasma. 

16S 2378031 2377996 75 110 gi|219857475|ref|NR_025063.1 
ribosomal RNA, partial sequence 2376676 23781 

licutes; Mycoplasmataceae; Mycoplasma. 

16S 2379539 2379504 75 110 gi|219857474|ref|NR_025062.1 
rain 694 16S ribosomal RNA, partial sequence 2378183 23796 

cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
16S 2381045 2381010 75 110 gi|219857473|ref|NR_025061.1 


xr 
1 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


16S 2388693 2388650 67 110 gi|219857468|ref|NR_025056.1 
in KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermo 
utes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 
16S 2390210 2390175 75 110 gi| 219857467 |ref|NR_025055.1 


ribosomal RNA, partial sequence 


2379691 23811 


2388858 23902 


219857478 
2372144 23736 


219857477 
2373653 23751 


ref 


ref 


16S 2370481 2370446 75 110 gi|219857480|ref|NR_025068. 
S ribosomal RNA, partial sequence 2369126 23705 

licutes; Mycoplasmataceae; Mycoplasma. 

16S 2371992 2371957 75 110 gi| 219857479 |ref|NR_025067. 
S ribosomal RNA, partial sequence 2370638 23720 

licutes; Mycoplasmataceae; Mycoplasma. 


NR_025066.1 
02 Mycoplasma maculosum Bacteria; 


NR_025065.1 
08 Mycoplasma lipofaciens Bacteria; 


4 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma maculosum 


Mycoplasma lipofaciens 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Thermoanaerobacter 
anaerobacter yonseiensis 
; Thermoanaerobacter. 

Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


licutes; Mycoplasmataceae; Mycoplasma. 

16S 2393275 2393240 75 110 gi|219857465|ref|NR_025053.1] Zobellia 

strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 

Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
16S 2394795 2394760 75 TL gi|219857464|ref|NR_025052.1| Porphyromonas gulae 
S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
acteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

16S 2408440 2408405 75 110 gi|219857455|ref|NR_025043.1| Riemerella columbina 
16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
lavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

16S 2423921 2423886 75 110 gi| 219857443 |ref|NR_025031.1| Aequorivita 

rain QSSC9-3 16S ribosomal RNA, partial sequence 2422553 2423991 Aequorivita 

cteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
16S 2434330 2434295 75 110 gi|219857432|ref|NR_025020.1| Flavobacterium 

in A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
oidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

16S 2535679 2535644 75 110 gi|219857354|ref|NR_024942.1| Friedmanniella 

Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 

ia; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 

16S 2627173 2627138 75 110 gi|219857247|ref|NR_024877.1| Tessaracoccus 

ain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 

ceae; Tessaracoccus. 

16S 2633201 2633166 75 110 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 
6S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
lavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

16S 2684664 2684629 75 110 gi|219857200|ref|NR_024828.1| Zobellia russellii 


lavobacteria; Flavobacteriales; 
16S 2686106 2686071 75 110 


Flavoba 

gi 
lavobacteria; Flavobacteriales; 
16S 2687575 2687540 75 110 


Flavoba 
gi 


lavobacteria; Flavobacteriales; Flavoba 
16S 2692062 2692027 75 110 gi 
rain KMM 3524 16S ribosomal RNA, partia 


cteria; Bacteroidetes; Flavobacteria; F 


16S 2701006 2700971 75 110 
S ribosomal RNA, partial sequence 
acteroidia; Bacteroidales; 


gi 


6S ribosomal RNA, partial sequence 2683309 26847 


ct 


6S ribosomal RNA, partial sequence 2684767 26 


ct 


6S ribosomal RNA, partial sequence 2686201 26 


ct 


1 
la 


Prevotellaceae; 


219857199 


219857198 


219857195 


219857188 


eriaceae; 


861 
eae 


eriac : 


876 
eae 


eriac : 


seque 
vobac 


nce 
ter 


ref 


ref 


ref 


iale 


ref 


Zobellia. 


Zobellia. 


Zobellia. 


2690706 26921 
s; Flavobac 


NR_024827.1 
50 Zobellia laminariae Bacteria; 


NR_024826.1 
48 Zobellia amurskyensis Bacteria; 


NR_024823.1 


NR_024816.1 
2699606 2701098 Prevotella salivae Bacteria; 
Prevotella. 


1 
+ 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


Zobellia amurskyensis 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


Prevotella salivae 


209084 Bacteria_16S 
strain EHS11 16S 
Bacteroidetes; 
209084 Bacteria_16S 
strain KMM 3664 1 
Bacteroidetes; Fl 
209084 Bacteria_16S 


pomorum strain 3A 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 


Bacteria; 
209084 Bacteria_16S 


troitsensis strain KMM 3674 16S ribosomal RNA, 


troitsensis Bacteria; 
209084 Bacteria_16S 


limicola strain ST-82 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Bacteria; 
209084 Bacteria_16S 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, part 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


Microbacteriaceae; 
209084 Bacteria_16S 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partia 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobaci 


209084 Bacteria_16S 
amylolyticum stra 


209084 Bacteria_16S 
mesophilum strain 
mesophilum Bacteria; 
209084 Bacteria_16S 
strain IFO 16238 


Bacteroidia; 


avobacteria; 


2702546 2702511 75 


2711505 2711470 75 


2723573 2723530 67 


2738716 2738681 75 


Bacteroidetes; 
2743109 2743074 75 


Flavobacteria; 
2785039 2785004 75 


2786618 2786575 67 


2812149 2812114 75 


Bacteroidetes; 
2813643 2813608 75 


Bacteroidetes; 
2839341 2839306 75 


ribosomal RNA, partial sequence 
Bacteroidales; 


6S ribosomal RNA, partial sequence 2710175 27 
Flavobacteriales; 


in MBIC4355 16S ribosomal RNA, partial 
amylolyticum Bacteria; 


MBIC1140 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2837959 28394 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


209084 Bacteria_16S 
strain IFO 16235 


2840901 2840866 75 


110 gi| 219857187 |ref|NR_024815.1 
2701149 27026 
Prevotellaceae; Prevotella. 
110 gi|219857181|ref|NR_024809.1 
11547 Cellulophaga 
Flavobacteriaceae; Cellulophaga. 
110 gi|219857173|ref|NR_024801.1 
2722161 2723688 Alicyc 
Alicyclobacillus. 
110 gi|219857162|ref|NR_024790.1 
partial sequence 2737379 273875 
Flavobacteria; Flavobacteriales; Flavobacter 
110 gi|219857159|ref|NR_024787.1 
2741727 2743201 Flavob 
Flavobacteriales; Flavobacteriaceae; Flav 
110 gi|219857127|ref|NR_024755.1 
ial sequence 2783663 278516 
Actinomycetales; Microco 
110 gi|219857126|ref|NR_024754.1 
1 sequence 2785219 278673 
llaceae; Alicycloba 
110 gi|219857109|ref|NR_024737.1 
sequence 2810779 281222 
Flavobacteria; Flavobacteriales; Flavobacte 
110 gi|219857108|ref|NR_024736.1 
2812273 281371 
Flavobacteria; Flavobacteriales; Flavobacteri 
110 gi|219856898|ref|NR_024717.1 
; Microbacteriac 
110 gi| 219856897 |ref|NR_024716.1 


16S ribosomal RNA, partial sequence 2839520 28410 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


209084 Bacteria_16S 
strain CM-10 16S 


209084 Bacteria_16S 
strain CM-01 16S 


209084 Bacteria_16S 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycetocola. 


Microbacteriaceae; 
209084 Bacteria_16S 


glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micropruina. 
209084 Bacteria_16S 
strain IAM 14848 


2894912 2894877 75 


2896407 2896372 75 


2897901 2897866 75 


2899390 2899355 75 


2900907 2900872 75 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


110 


110 


110 


gi| 219856860 
2893553 28949 
Micrococcineae 
gi| 219856859 
2895048 28964 
Micrococcineae 
gi| 219856858 
sequence 
Actin 


219856857 
28980 
Prop 


gi 


gi| 219856856 


16S ribosomal RNA, partial sequence 2899524 29010 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


209084 Bacteria_16S 


strain IAM 14851 


2902441 2902406 75 


110 


gi| 219856855 


16S ribosomal RNA, partial sequence 2901061 29025 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


209084 Bacteria_1 
strain IFO 15616 


6S 


2903976 2903941 75 


110 


gi|219856854 


16S ribosomal RNA, partial sequence 2902597 29040 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


209084 Bacteria_1 
strain IFO 16068 


6S 


2955532 2955497 75 


110 


gi| 219856820 


16S ribosomal RNA, partial sequence 2954180 29556 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


209084 Bacteria_16S 


2969168 2969133 75 


110 


gi|219846945 


phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 


phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; 
209084 Bacteria_16S 
antarctica strain 


Nocardioidaceae; 
209084 Bacteria_16S 


strain 801 16S ribosomal RNA, partial sequence 


Microlunatus. 
2970696 2970661 75 


3007346 3007311 75 


110 


110 


Actinomy 


gi|219846944 


AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


Actinomyce 


219846919 


gi 


; Microbacteriac 
ref |NR_024679.1 


; Microbacteriac 
ref |NR_024678.1 


; Microbacteriac 
ref|NR_024677.1 

2896542 289798 
omycetales; Micr 


ref |NR_024676.1 
36 2899473 Microp 
ionibacterineae; 
ref|NR_024675.1 


; Microbacteriac 
ref |NR_024674.1 


; Microbacteriac 
ref |NR_024673.1 


; Microbacteriac 
ref |NR_024639.1 


eae; Gordoniacea 


Prevotella shahii 


38 Prevotella shahii Bacteria; 


Cellulophaga pacifica 


pacifica Bacteria; 


Alicyclobacillus 
lobacillus pomorum 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Flavobacterium 
acterium limicola 
obacterium. 
Okibacterium 
8 Okibacterium 
ccineae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 
6 Tenacibaculum 
aceae; Tenacibaculum. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Micropruina 
ruina glycogenica 


Nocardioidaceae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 


ref |NR_026537.1 
2967820 296928 
cetales; Propion 


ref|NR_026536.1 
2969338 297081 


tales; Propionib 


ref 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


NR_026511.1 


Frigoribacterium faeni 


3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 


209084 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


209084 Bacteria_16S 


strain GY-1 16S r 


Deinococcus-Thermus; 
209084 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


209084 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


strain DSM 9580 1 


3016446 3016411 75 110 
Bacteroidales; 
3066445 3066410 75 110 


teria; Bacteroidetes; 
3139899 3139864 75 110 
ibosomal RNA, partial sequence 
Deinococci; Thermales; 

3145992 3145957 75 110 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 


3343281 3343234 63 110 


3352428 3352393 75 110 


S ribosomal RNA, partial sequence 
Bacteroidia; 
209084 Bacteria_16S 


Porphyromonadaceae; 


Prevotellaceae; 


43158 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
Dactylosporangium. 
209084 Bacteria_16S 


gi| 219846913 
3015068 30165 


gi|219846878 


ain 1187 16S ribosomal RNA, partial sequence 
Sphingobacteria; Sphingoba 


gi| 219846829 
3138565 31400 


gi|219846825 
3144616 31460 
Prevot 
219846689 
33419 
Micr 


gi 


gi| 219846683 


6S ribosomal RNA, partial sequence 3351066 33525 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


209084 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


209084 Bacteria_16S 
strain ATCC 43185 16S ribosomal RNA, partial sequence 
Bacteroidaceae; 


Bacteroidetes; Ba 


209084 Bacteria_16S 
strain ATCC 51270 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteria; Bactero 


209084 Bacteria_16S 


strain 6843 DSM 1 


3390563 3390528 75 110 
ain ATCC 700543 16S ribosomal 


cteroidia; Bacteroidales; 
3410308 3410273 75 110 
idetes; Bacteroidia; 


3479426 3479379 63 110 


gi|219846652 


RNA, partial seque 


teria; Deinococcus-Thermus; Deinococci; Thermale 
3393566 3393531 75 110 gi| 219846650 
33921 


Bacter 
219846638 
34089 
Porphyromona 
gi| 219846590 


gi 


6S ribosomal RNA, partial sequence 3478022 34794 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


209084 Bacteria_16S 


strain NCTC 11636 


3482359 3482312 63 110 


16S ribosomal RNA, partial sequence 


219846588 
34809 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


209084 Bacteria_16S 


strain DSM 43045 


3504988 3504953 75 110 


gi|219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


209084 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
209084 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
209084 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
209084 Bacteria_16S 


strain DSM 20528 


3514122 3514087 75 110 


3515646 3515611 75 110 


3517165 3517130 75 110 


3518687 3518652 75 110 


gi|219846567 


6S ribosomal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae 


gi| 219846566 


6S ribosomal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micrococcineae 


gi| 219846565 


16S ribosomal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae 


gi|219846564 


16S ribosomal RNA, partial sequence 3517327 35187 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


209084 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


209084 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


209084 Bacteria_16S 
ain VPB 4874 16S ribosomal RNA, partial 
Bacteroidia; 


cangingivalis str 
cangingivalis Bac 


209084 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
209084 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


209084 Bacteria_16S 


3520224 3520189 75 110 


3547884 3547849 75 110 


cteroidia; Bacteroidales; 
3549418 3549383 75 110 
teria; Bacteroidetes; 


3572240 3572193 63 110 


3576774 3576737 73 110 


3605867 3605832 75 110 
ATCC 33612 16S ribosomal RNA, 
612 Bacteria; Bacteroidetes; 


3607404 3607369 75 110 


16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legionellacea 
209084 Bacteria_16S 
partial 
Flavobacteria; 


219846563 
35188 


gi 


gi|219846545 


6S ribosomal RNA, partial sequence 3546505 35479 
Porphyromonadaceae; 


Po 
219846544 
sequence 
Bacteroidales 
gi|219846528 
3570843 35723 
Turicella. 

gi|219846525 
3575389 35768 


gi 


219846503 
sequence 
Flav 


gi 


gi|219846502 


gingivalis strain ATCC 33624 16S ribosomal RNA, partial sequence 
gingivalis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 


Dysgonomonas. 


ref|NR_026505.1 
31 Dysgonomonas 


ref |NR_026470.1 
3065078 306652 
cteriales; Flexi 


ref|NR_026421.1 


ref|NR_026417.1 
ella. 
ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


ref |NR_026275.1 
; Microbacteriac 
ref |NR_026244.1 
nce 338924 
s; Thermaceae; 
ref|NR_026242.1 
91 3393612 Bacter 
oides. 
ref |NR_026230.1 
32 3410401 Porphy 
daceae; Porphyro 
ref|NR_026182.1 


; Actinomycetace 
ref|NR_026180.1 
66 3482380 Actino: 
; Actinomycetace 
ref|NR_026165.1 


; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref |NR_026157.1 


; Microbacteriac 
ref|NR_026156.1 


; Microbacteriac 
ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_026137.1 
87 Porphyromonas 
rphyromonas. 


3548038 354952 
+ Porphyromonada 
ref|NR_026120.1 


ref|NR_026117.1 
e; Legionella. 
ref|NR_026095.1 

3604483 360597 
obacteriales; Fl 


Dysgonomonas gadei 


gadei Bacteria; 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
Thermaceae; Meiothermus. 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Bacteroides caccae 
oides caccae Bacteria; 


Porphyromonas catoniae 
romonas catoniae 
monas. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Mycoplasma genitalium 
asma genitalium 


Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Turicella otitidis 


03 Turicella otitidis Bacteria; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


ref|NR_026094.1 
3606022 360747 


Capnocytophaga 
4 Capnocytophaga 


209084 Bacteria_16S 
filamentus strain 
Bactero 
209084 Bacteria_16S 
strain G145 16S r 
Tenericutes; Moll 
209084 Bacteria_16S 
strain D6-1 16S r 
Tenericutes; Moll 
209084 Bacteria_16S 


Bacteria; 


strain C8ST5 16S 
Bacteroidetes; 


michiganensis sub 


Actinomycetales; 


hydrogenophilus s 
hydrogenophilus B 


Geobacter. 


Fl 
209084 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycop 


3681740 3681705 75 110 gi 
215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
3692263 3692228 75 110 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3701233 3701198 75 110 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3702773 3702738 75 110 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
3757831 3757796 75 110 


Flavoba 


ce 
S; 


3701387 37028 


cteriaceae 


219846450 


219846443 


3690909 36923 


219846436 


3699882 37013 


219846435 


219846394 


36803 
Flavoba 


ref|NR_026041.1 
74 3681813 Polar 
cteriaceae; Pol 
ref |NR_026034.1 


ref |NR_026027.1 


ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref|NR_025985.1 


i 
a 


Polaribacter 
bacter filamentus 
ribacter. 

Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Gelidibacter algens 


algens Bacteria; 


Mycoplasma alvi strain 


3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
lasmataceae; Mycoplasma. 
209084 Bacteria_16S 3769792 3769757 75 110 gi|219846385|ref|NR_025976.1| Clavibacter 
species tessellarius strain 78181 16S ribosomal RNA, partial sequence 3768438 3769927 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; Clavibacter. 
209084 Bacteria_16S 3772864 3772822 68 110 gi|219846383|ref|NR_025974.1| Geobacter 
train H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
209084 Bacteria_16S 3780462 3780427 75 110 gi|219846377|ref|NR_025968.1| Mycoplasma sturni 


strain UC/MF 16S 


Tenericutes; Moll 
209084 Bacteria_16S 
leopharyngis stra 
Teneric 
209084 Bacteria_16S 
strain PU 16S rib 
Tenericutes; Moll 
209084 Bacteria_16S 
strain PG8 16S ri 
Tenericutes; Moll 
209084 Bacteria_16S 
franzmannii strai 
Bactero 
209084 Bacteria_16S 
parapertussis str 
parapertussis Bac 
209084 Bacteria_16S 
salegens strain D 
salegens Bacteria 
209084 Bacteria_16S 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
hibernum Bacteria 
209084 Bacteria_16S 


Bacteria; 


Bacteria; 


strain 17529 16S 
Tenericutes; Moll 


209084 Bacteria_16S 
strain 4229 16S r 


Tenericutes; Moll 


209084 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


209084 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


209084 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; 


strain ATCC 29147 
Bacteroidetes; Ba 


209084 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


Ba 
209084 Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3783498 3783463 75 110 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3787938 3787903 75 110 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3790925 3790874 59 110 gi 
bosomal RNA, partial sequence 


3793972 3793937 75 110 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3806058 3806021 73 110 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3815246 3815211 75 110 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3844078 3844043 75 110 gi 


, 


’ 


Flavob 
gi 


Bacteroidetes; Flavobacteria; 
3857652 3857617 75 110 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3860612 3860577 75 110 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3863735 3863700 75 110 gi 
bosomal RNA, partial sequence 


Rikenellacea 
110 gi 


cteroidia; Bacteroidales; 


3866775 3866740 75 
cteroidia; Bacteroidales; Porphyromona 
3868302 3868267 75 110 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Porphyromona 
3897735 3897692 67 110 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 


209084 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


3959157 3959114 67 110 gi 


3779118 37805 
en 
co 
3786577 37880 
3789540 37910 
icutes; Acholeplasmatales; Acholeplasmat 


nc 
S; 


ue 
i: 


ue 
ac 


eq 
ac 
3856288 38577 


3859256 38606 


3862330 38638 


cteroidia; Bacteroidales; Rikenellaceae; Rikenel 
3865253 3865218 75 110 gi| 219846319 
16S ribosomal RNA, partial sequence 38638 


e; 


6S ribosomal RNA, partial sequence 3865370 38668 
da 


da 


ce 


ain M-8 16S ribosomal RNA, 


teria; Firmicutes; Bacillales; 


219846375 
ce 37821 
plasma. 
219846372 


219846370 


aceae; 
219846368 
e 37926 
Flavoba 
219846359 
nce 

a; Burkh 
219846353 
nce 
teriales 
219846333 
uence 


219846324 


219846322 


219846320 


Alistip 
219846318 


ceae; Po 
219846317 
38668 
ceae; Po 
219846297 
38963 
Tetrageno 
219846253 


Achol 


teriales; 


ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025963.1 


ref |NR_025961.1 
15 Acholeplasma 
eplasma. 
ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref|NR_025950.1 
2 
riales; Alca 
NR_025944.1 
3813879 381534 
avobacteriac 
NR_025923.1 
3842717 384417 
; Flavobacteriac 
ref|NR_025914.1 


ref |NR_025912.1 


ref|NR_025910.1 
la. 
ref|NR_025909.1 
52 3865319 Alisti 
es. 
ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025907.1 
93 3868368 Porphy 
rphyromonas. 
ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025843.1 


complete sequence 
Sporolactobacillaceae; 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 
asma leopharyngis 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Polaribacter 

bacter franzmannii 
ribacter. 

Bordetella 

3 Bordetella 
ligenaceae; Bordetella. 
Salegentibacter 

9 Salegentibacter 

eae; Salegentibacter. 
Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Tetragenococcus 
enococcus muriaticus 


3957761 395924 
Sporolacto 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 


209084 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


209084 Bacteria_16S 


strain KMM 6029 
Bacteroidetes; 
209084 Bacteria 
strain KMM 6050 
Bacteroidetes; 
209084 Bacteria_ 
strain KMM 6020 
Bacteroidetes; 
209084 Bacteria_ 
strain KMM 6034 
Bacteroidetes; 


el 


Fil 


FL 


FL 


209084 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


16S 


16S 


16S 


3971135 3971100 75 110 gi|219846245|ref|NR_025835.1 
WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodot 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
3982620 3982585 75 110 gi|219846237|ref|NR_025827.1 
6S ribosomal RNA, partial sequence 3981260 39826 
avobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 
3987090 3987055 75 110 gi|219846234|ref|NR_025824.1 
6S ribosomal RNA, partial sequence 3985718 39871 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 
3988567 3988532 75 110 gi|219846233|ref|NR_025823.1 


6S ribosomal RNA, partial sequence 3987206 39886 


avobacteria; 


3990045 3990010 75 


Flavobacteriales; 
110 


cteriaceae 
219846232 


Flavoba 
gi 


6S ribosomal RNA, partial sequence 3988683 39901 


avobacteria; 


3991536 3991501 75 


Flavobacteriales; 
110 


cteriaceae 
219846231 


Flavoba 
gi 


somal RNA, partial sequence 3990163 3991609 Piboc 


avobacteriales; 


209084 Bacteria_16S 
mishustinae strain KMM 6049 16S ribosomal RNA, 
Bacteroidetes; 
4014020 4013985 75 


mishustinae Bacte 


209084 Bacteria_16S 


ria; 


110 


110 


Flavobacteriaceae; 
3993032 3992997 75 
partial 
Flavobacteria; 


Pib 
gi 


ocella. 
219846230 

sequence 

Flavobacteria 
gi|219846214 


strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 40140 


Bacteroidetes; Fl 


209084 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


209084 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


209084 Bacteria_16S 


strain 20-5 16S r 


strain NRRL B-163 
Bacteria; Actinob 


209084 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


209084 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


209084 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


209084 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


209084 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


209084 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


209084 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


209084 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


209084 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


209084 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


teria; 


avobacteria; 


ia; 


eria; 


Glycomyces. 


avobacteria; 


avobacteria; 


avobacteria; 


teria; 


avobacteria; 


ibosoma 
icutes; 


6S ribo 


avobacteria; 


ain PUP 


209084 Bacteria_16S 


4015500 4015465 75 
KMM 3906 16S ribosomal RNA, partial s 
Bacteroidetes; 

4016979 4016944 75 
in KMM 3907 16S ribosomal RNA, partial 
Bacteroidetes; 


4024588 4024553 75 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
209084 Bacteria_16S 4032242 4032195 63 
27 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycet 
4033794 4033747 63 
53 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycet 
4035346 4035299 63 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


4088310 4088275 75 
6S ribosomal RNA, partial sequence 4086933 40 


4089801 4089766 75 
6S ribosomal RNA, partial sequence 4088431 40 


4091290 4091255 75 
6S ribosomal RNA, partial sequence 4089922 40 


4092786 4092751 75 
ain KMM 3903 16S ribosomal RNA, partia 

Bacteroidetes; 
4094267 4094232 75 
6S ribosomal RNA, partial sequence 4092900 40 


4107715 4107664 59 
1 RNA, partial sequence 
Acholeplasmatales; Acholeplasmat 
4115300 4115265 75 


4147516 4147481 75 


Flavobacteriales; 
110 
110 
Flavobacte 
110 
110 
s 


110 
s 


110 


110 


Flavobacteriales; 
110 


Flavobacteriales; 
110 


Flavobacteriales; 
110 


Flavobact 
110 


Flavobacteriales; 
110 


110 


somal RNA, partial sequence 4113936 41 


Flavobacteriales; 
110 


-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 
4163005 4162970 75 


110 


Flavobacteria; 


cteriaceae 
219846213 
equence 
Flavobacterial 
gi|219846212 
sequence 
avobacteri 


Flavoba 
gi 


ria; Fl 
gi| 219846207 
4023267 40246 
ococcineae 
219846202 
40308 
ales; Glyc 
219846201 
40324 
ales; Glyc 
219846200 
rtial sequ 
e; 


gi 
equence 


gi 
equence 


gi 


219846161 
883 
cteriaceae 
219846160 
898 
cteriaceae 
219846159 
913 


gi 


Flavoba 
gi 


Flavoba 
gi 


cteriac 
219846158 
1 sequence 
lavobacter 
219846157 
943 
Flavobacteriaceae 

gi| 219846148 

4106362 41078 

aceae; 

219846141 
153 
cteriaceae 
219846116 
equence 
plasmatale 
219846106 


Flavoba 
gi 


eria; F 
gi 


gi 


Flavoba 
gi 


Entomo 
gi 


, 


, 


’ 


v 


, 


’ 


v 


, 


’ 


Ss; 


ref 
12 Gillisia mitskevichiae Bacteria; 


ref 
ella 


ref 


les; 
ref 
79 Winogradskyella eximia Bacteria; 


ref 


es; 
ref 


ales 


ref 
47 Agromyces salentinus Bacteria; 


ref 
56 4032350 Glycomyces algeriensis 
omyc 
ref 
01 4033899 Glycomyces arizonensis 
omyc 
ref 
ence 
Actinomycet 


ref 
80 Maribacter ulvicola Bacteria; 


ref 
71 Maribacter aquivivus Bacteria; 


ref 
60 Maribacter orientalis Bacteria; 
eae; 
ref 


iale 
ref 
37 Arenibacter certesii Bacteria; 


ref 
18 Acholeplasma 
Achol 
ref 
54 Ulvibacter litoralis Bacteria; 


ref 


ref 


Aquimarina. 
NR_025822.1 


llisia. 
NR_025821.1 
ponti Bacte 


Gi 


NR_025820.1 
3991660 399309 
Flavobacter 
NR_025804.1 
Winogradskyell 
NR_025803.1 
4014130 401555 
Flavobacteri 
NR_025802.1 
4015607 401703 
Flavobacte 


a 
NR_025797.1 


crobacteriac 
NR_025792.1 


Mi 


ineae; Glyco: 
NR_025791.1 


ineae; Glyco: 
NR_025790.1 
403395 


NR_025751.1 


ribacter. 
NR_025750.1 


Ma 


ribacter. 
NR_025749.1 


Ma. 


ribacter. 
NR_025748.1 
4091411 409284 
s; Flavobact 
NR_025747.1 


Ma. 


enibacter. 
NR_025738.1 


Ar 


eplasma. 
NR_025731.1 
Ulvibacter. 
NR_025706.1 
4146134 414764 
Spiroplasmata 


Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


Pibocella ponti strain 
ria; Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Winogradskyella eximia 


a. 

Winodgradskyella 

6 Winodgradskyella 

aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 

riaceae; 


Agromyces salentinus 


eae; Agromyces. 
Glycomyces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


ales; Glycomycineae; 


Maribacter ulvicola 


Maribacter aquivivus 


Maribacter orientalis 


Maribacter 

9 Maribacter 

eriaceae; Maribacter. 
Arenibacter certesii 


Acholeplasma pleciae 


pleciae Bacteria; 


Ulvibacter litoralis 


Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 


NR_025696.1 


Algibacter lectus 


strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 


209084 Bacteria_16S 
strain BARC 857 16S ribo 
Tenericutes; Mollicutes; 
209084 Bacteria_16S 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 
grammopterae Bacteria; Tenericutes; Mollicutes; 
209084 Bacteria_16S 
riboso 
Tenericutes; Mollicutes; 
209084 Bacteria_16S 


strain CHPA-2 16S 


strain PIMN-1 16S 


Tenericutes; Mollicutes; 
209084 Bacteria_16S 
strain SW49 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; 


Flavobacteria; 
209084 Bacteria_16S 
strain R18165 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
209084 Bacteria_16S 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 
hveragerdense Bacteria; Thermodesulfobacteria; 


4164489 4164454 75 


4175170 4175135 75 


4181323 4181288 75 


4185826 4185791 75 


4229747 4229712 75 


4238857 4238810 63 


90434 90392 68 


Thermodesulfobacterium. 


209084 Bacteria_16S 
strain PB 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
209084 Bacteria_16S 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
209084 Bacteria_16S 
californicum strain ST-6 16S ribosomal RNA, partial sequence 

californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 
209084 Bacteria_16S 
subtile strain F395 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
209084 Bacteria_16S 
strain T16 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


209084 Bacteria_16S 
thermophilum strain 7 16S ribosomal RNA, partial sequence 
thermophilum Bacteria; 


172964 172927 73 


175981 175944 73 


300883 300849 76 


336149 336099 60 


442907 442857 60 


807245 807203 68 


Thermodesulfobacteria; 


Thermodesulfobacterium. 


209084 Bacteria_16S 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 
acetoxidans Bacteria; 


Desulfobacca. 


209084 Bacteria_16S 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 
11293 Bacteria; Spirochaetes; 
209084 Bacteria_16S 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 


209084 Bacteria_16S 


1027511 1027465 64 
Proteobacteria; 


1169643 1169606 73 


1449831 1449783 63 


1908264 1908218 64 


Entomoplasmatales; 


Spirochaetales; 


110 


110 


110 


mal RNA, partial sequence 


Entomoplasmatales; Entomoplasmataceae; M 


110 


ribosomal RNA, partial sequence 


Entomoplasmatales; Entomoplasmataceae; E 


110 


110 


complete sequence 


110 


110 


110 


110 


110 


110 


110 


110 


110 


110 


110 


gi 


somal RNA, partial sequence 4163118 41646 
Entomoplasmataceae; M 


gi 


gi 
41 


gi 
41 


gi 


4228378 42297 
Flavobacteriaceae; 


gi 
42 


gi 


Thermodesulfobacte 


gi 
17 
gi 


gi 


gi 


sequence 
Bifidobacteriales; 


gi 


partial 


gi 


Thermodesulfobacter 


gi 


Deltaproteobacteria; 


gi 


Spirochaetaceae; 


gi 


gi 


strain CCUG 41709 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
209084 Bacteria_16S 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


Bacteria; 


Firmicutes; 
209084 Bacteria_16S 


2186901 2186860 67 


Lactobacillales; 
2429796 2429749 63 


109 


110 


gi 


gi 


Sapomandens strain DSM 3223 16S ribosomal RNA, partial 


sapomandens Bacteria; 
209084 Bacteria_16S 


strain SWub3 16S 


Firmicutes; 
2654617 2654587 80 


2712984 2712947 73 


Clostridia; 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
209084 Bacteria_16S 


110 


strain 15-1 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 
209084 Bacteria_16S 


Bacillaceae; 
2768404 2768362 63 


Bacillus. 


105 


Clostridiales; 


gi 


2653267 26546 


gi 


2711598 27129 


gi 


219846105 


219846097 


Entomoplasmatales; 


219846092 
79947 41814 


219846086 
84459 41859 


219846049 


219846043 
37444 42389 


265679003 


265678948 
1556 17300 


265678946 


265678860 


265678834 
33475 
Bi 
265678760 
sequence 
Bifi 


265678508 
80584 


265678360 
Syntro 


228719827 
11682 
Sp 
224581421 
14484 
Micr 


219878258 
19068 


219857608 
21855 
Carnoba 
219857438 
sequence 
Pept 
219857222 


219857180 


219857139 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


iroc 
ref 


Ococ 


ref 


; Ac 
ref 


cter 
ref 


ococ 
ref 


; Az 
ref 


ref 


4173799 41752 
Entomoplasmataceae; Mesoplasma. 


89036 
riales; 


299496 300945 
Mycoplasma. 


5 336267 Bifid 
fidobacteriaceae 


441527 442954 
dobacteriales; B 


1026088 102759 
phobacterales; S 


43 1169775 Spiroc 


60 1449852 Promic 
Promicromonosporaceae; 


68 1908267 Actino 


17 2186981 Carnob 


2428395 242981 


NR_025695.1 


NR_025687.1 


NR_025682.1 


NR_025676.1 
NR_025639.1 
NR_025633.1 


NR_029311.1 
90489 


NR_029256.1 
NR_029254.1 
NR_029166.1 
NR_029139.1 


NR_029065.1 


NR_028811.1 


2 807361 Thermo 
iales; 


Thermodes 


NR_028662.1 


NR_027585.1 


haeta. 
NR_027202.1 


cineae; 
NR_025397.1 


tinomycetace 
NR_025197.1 
ium. 
NR_025026.1 


caceae; Desu 
NR_024850.1 


oarcus. 
NR_024808.1 


NR_024767.1 


8 


co} 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 
esoplasma. 


Mesoplasma 
7 Mesoplasma 


Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 
esoplasma. 


Entomoplasma luminosum 


49 Entomoplasma luminosum Bacteria; 
ntomoplasma. 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 
Aequorivita. 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 
Actinomycetaceae; Actinomyces. 


Thermodesulfobacterium 
Thermodesulfobacterium 


Thermodesulfobacteriaceae; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 
ibrio. 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 
ibrio 


Mycoplasma 
Mycoplasma 


Bifidobacterium 
bacterium subtile 
; Bifidobacterium. 
Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Spirochaeta 
haeta smaragdinae DSM 


Promicromonospora 
romonospora aerolata 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Carnobacterium 
acterium viridans 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 

Azoarcus communis 


16 Azoarcus communis Bacteria; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Dietzia 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Dietziaceae; 


Dietzia. 


209084 Bacteria_16S 
n FS60-1 16S ribosomal RNA, partial sequ 
Lactobacillales; 


acidipiscis strai 
acidipiscis Bacte 


209084 Bacteria_16S 


strain ORS 992 16 


strain Milford 74 
Proteobacteria; G 


2837905 2837868 73 110 


Firmicutes; 
3076814 3076777 73 


ria; 
110 


3558717 3558680 73 110 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
209084 Bacteria_16S 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrion 


Lactob 


ence 


aceae; 


aceae; 


219856899 


acillace 
219846871 
3075492 30769 


219846537 
35572 


NR_024718.1 
2836503 283790 
ae; Lactobacillu 
ref |NR_026463.1 


Rhizobium/Agrobac 
ref|NR_026129.1 
98 3558733 Vibrio 
Vibrio. 


Lactobacillus 


8 Lactobacillus 
Ss. 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
terium group; Rhizobium. 


Vibrio tubiashii 
tubiashii Bacteria; 


209084 Bacteria_16S 3563232 3563195 73 110 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

209084 Bacteria_16S 3581155 3581118 73 110 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

209084 Bacteria_16S 16358 16321 73 110 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

209084 Bacteria_16S 68020 67983 73 110 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 


asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 
Sphingomonas. 


Sphingomonadales; Sphingomonadaceae; 


209084 Bacteria_16S 78489 78452 73 110 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

209084 Bacteria_16S 181946 181909 73 110 gi|265678942|ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

209084 Bacteria_16S 214422 214385 73 110 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

209084 Bacteria_16S 215941 215904 73 110 gi|265678919|ref|NR_029227.1| Halomonas elongata 


strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

209084 Bacteria_16S 284225 284188 73 110 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

209084 Bacteria_16S 311594 311557 73 110 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

209084 Bacteria_16S 342335 342298 73 0 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
209084 Bacteria_16S 357087 357050 73 110 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

209084 Bacteria_16S 373496 373459 73 110 gi|265678806|ref|NR_029111.1] Sphingomonas 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

209084 Bacteria_16S 408838 408801 73 110 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

209084 Bacteria_16S 593753 593716 73 110 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
209084 Bacteria_16S 604348 604311 73 110 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 


Aquificae; Aquificales; 
209084 Bacteria_16S 


Desulfurobacteriaceae; Thermovibrio. 
779691 779654 73 110 gi| 265678526 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 77827 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
209084 Bacteria_16S 810343 810306 73 110 gi| 265678506 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 80896 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas 
209084 Bacteria_16S 834794 834757 73 110 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
ref|NR_028809.1| Pseudoalteromonas 

8 810417 Pseudoalteromonas phenolica 
seudoalteromonadaceae; 


209084 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


209084 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


209084 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


209084 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


209084 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


209084 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


209084 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


209084 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


209084 Bacteria_16S 


strain DAPP-PG 22 
Proteobacteria; A 


209084 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


209084 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


209084 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


209084 Bacteria_16S 


intestinalis DSM 
13280 Bacteria; A 
Collinsella. 


209084 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


209084 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


209084 Bacteria_16S 


RW1 16S ribosomal 
Proteobacteria; A 


209084 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


209084 Bacteria_16S 


strain S-3 16S ri 
Proteobacteria; A 


209084 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


209084 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


209084 Bacteria_16S 


836296 836259 73 110 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 
852783 852750 77 110 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 
909043 909006 73 110 

S ribosomal RNA, partial sequence 
Sphingomonadales; 

921515 921478 73 110 gi 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Coriobacte 
Slackia. 

992471 992434 73 


’ 


gi 


’ 


110 gi 
ammaproteobacteria; Enterobacteriales; 
1006229 1006193 73 110 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 
1050521 1050484 73 110 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1068552 1068515 73 110 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1074461 1074424 73 110 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078855 1078818 73 110 gi 
4 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1084832 1084795 73 110 gi 


ia; Sphingomonadales; Sphingomonadacea 
1142425 1142388 73 110 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1201444 1201411 77 110 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1204522 1204485 73 110 gi 
13280 16S ribosomal RNA, partial seque 
ctinobacteria; Coriobacteridae; Coriob 


1206029 1205992 73 
osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacteri 


110 gi 


1290334 1290297 73 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1400930 1400893 73 110 

RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

1408360 1408323 73 110 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


110 gi 
Cori 
gi 


1414422 1414385 73 110 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1420516 1420473 67 110 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1467807 1467770 73 110 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
1517556 1517519 73 110 gi 


gi 


gi 


265678489 
tial seque 
roteobacte 


265678478 
1 sequence 


265678439 


907717 90916 


Erythrobac 
265678431 
al sequenc 
ridae; Cor 


265678383 


6S ribosomal RNA, partial sequence 991068 99256 


Enterobac 
265678374 
al sequenc 
eria; Alte 


265678345 
quence 

urobacteri 
265678332 
ence 10672 


Sphingomonadales; 


265678328 
ence 10731 


Sphingomonadales; 


265678324 
10775 
Sphingomon 

265678320 


e; Sphingo 
253680762 
quence 
eria; Sphi 
228715386 
ce 12000 
es; Synerg 
228715356 
nce 12031 
acteriales 


228715355 


1204671 12061 


ales; Cori 


219846501 


complete sequence 1289055 12904 


obacterine 
228715353 


1399580 1401060 Sphin 


Sphingomon 
219846657 
artial seq 
acteria; S 


224581449 


1413085 14145 


Sphingomon 
224581445 


1419106 14206 


224581408 


1466484 14678 


aA. 


e; Actinomycet 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref|NR_028781.1 
851409 852783 
ales; Kineos 


ref |NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 
ref|NR_028685.1 
teriaceae; Citro 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 


ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_027528.1 
62 1204620 Collin 
Coriobacterine 


, 


ref|NR_027527.1 


obacterineae; Co 


ref |NR_026093.1 
Coriobacteri 
NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_026249.1 
e 140703 


gomonadales; 


ae; 
ref 
gomo 
adac 
ref 
uenc 
phin 
ref|NR_027233.1 
adac 
ref 


eae; Sphingo 
NR_027227.1 


ref |NR_027189.1 


219873435 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Kineococcus 
Kineococcus 
poriineae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Slackia 

Slackia 
oriobacterineae; 


Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Pseudoalteromonas 

8 Pseudoalteromonas 

udoalteromonadaceae; 


Balnearium 
0 Balnearium 
m. 
Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Sphingobium amiense 
acteria; Proteobacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Collinsella stercoris 


28 Collinsella stercoris DSM 13279 


riobacteriaceae; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Treponema putidum 


91 Treponema putidum Bacteria; 


ref |NR_025194.1 
1516159 151759 


Desulfotignum 
6 Desulfotignum 


phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfotignum. 


209084 Bacteria_16S 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


thomasii strain D 


thomasii Bacteria; 


Anaerobiospirillu 


209084 Bacteria_16 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


209084 Bacteria_16S 
strain EDIV 16S r 
Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 


phenolica strain 
Bacteria; 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 
strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteo 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


209084 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


209084 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


1742651 1742614 73 


m. 
Ss 1932761 1932716 65 


110 


110 


219878379 
quence 


gi 


219878240 
al 


, 


gi 


Aeromonad 


sequenc 
Actinomy 


Desulfobacterales; 


ref|NR_025518.1 
1741287 174278 
ales; Succinivi 


, 


ref |NR_025379.1 
e 1931360 193276 
cetales; Actino 


b 


Proteob 
209084 Bacteria_16S 


Actinomyces. 
1956899 1956862 73 110 
ibosomal RNA, partial sequence 


gi 


Sphingomonadales; 
1976620 1976583 73 110 gi 


acteria; Deltaproteobacteria; 
2016701 2016664 73 110 gi 
16S ribosomal RNA, partial sequence 

Sphingomonadales; 
2114160 2114123 73 110 gi 


2118768 2118731 73 110 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2152046 2152009 73 110 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2208086 2208049 73 110 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2326647 2326610 73 110 gi 


p- leptospartum strain ATCC 35414 16S 


Clostridium stercorarium subsp. leptosp 
lostridium. 
2365979 2365942 73 110 gi 


209084 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


209084 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


209084 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


209084 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
209084 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


209084 Bacteria_16S 


ATCC 700122 16S r 
Actinobacteria; C 


209084 Bacteria_16S 
somal RNA, partial sequence 2576563 2577940 Cellu 


strain O 16S ribo 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


209084 Bacteria_16S 


strain I 16S ribo 


2579370 2579337 77 110 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


209084 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


209084 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


209084 Bacteria_16S 


A1-17B 16S riboso 


2608697 2608661 73 110 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2642440 2642403 73 110 gi 


eltaproteobacteria; Desulfobacterales; 
2746096 2746063 77 110 gi 
mal RNA, partial sequence 


PhOl 16S ribosomal RNA, partial sequen 
Desulfob 


Sp 
ce 
ac 
Sp 


al 
ba 


Er 


Er 


ri 


artum Bacteria; 


oc 


oc 


ia 


er 


D 


219878224 
1955571 19570 


219878211 


219878185 


219857659 


219857656 
2117441 21188 


219857634 
2150729 21521 


219857594 
2206719 22081 


219857512 


219857483 
2364627 23660 


219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 


219857263 


219857230 
6S ribosomal RNA, partial sequence 2641027 26425 


ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025248.1 
e 2112812 211429 
Sphingomonadales 


hingomon 


19752 
terales; 


20153 
hingomon 


sequenc 
cteria; 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025223.1 


ythrobac 


tera 
ref 


ythrobac ceae; Porphy 


NR_025182.1 


ref|NR_025100.1 
RNA, partial seq 
Firmicutes; 


bosomal 


ref|NR_025071.1 


2367489 2367452 73 110 gi| 219857482 |ref|NR_025070.1 
rain T37 16S ribosomal RNA, partial sequence 2366137 236759 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2458591 2458554 73 110 gi|219857411|ref|NR_024999.1 
n JSS-54 16S ribosomal RNA, partial sequence 2457264 245870 
ria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphi 
2460082 2460045 73 110 gi|219857410|ref|NR_024998.1 
ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas 
Sphingomonadales; Sphingomonadaceae; Sphingo 
2461574 2461537 73 110 gi| 219857409 |ref|NR_024997.1 
ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas 
Sphingomonadales; Sphingomonadaceae; Sphingo 
2484179 2484142 73 110 gi|219857394|ref|NR_024982.1 
ribosomal RNA, partial sequence 2482825 24842 
icutes; Mycoplasmataceae; Mycoplasma. 
2520502 2520465 73 110 gi|219857364|ref|NR_024952.1 
ibosomal RNA, partial sequence 2519150 25206 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
2577941 2577908 77 110 gi| 219857283 |ref|NR_024914.1 


nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024858.1 
73 Desulfocella 
cteraceae; Desul 


lomo 
; Ce 
ref 
lomo 


occineae 
occineae 
1 sequen 


ia; Ocea 


esulfoba 


219857157 
2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 


ref|NR_024785.1 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


Clostridia; 


Desulfobacteraceae; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 

Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Caulobacter leidyia 

acter leidyia Bacteria; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 

Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Clostridium 
uence 2325260 2326777 
Clostridiales; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Sphingopyxis 
6 Sphingopyxis 


ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Neptunomonas 

7 Neptunomonas 
eptunomonas. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Rothia aeria strain 


209084 Bacteria_16S 
cateniformis stra 
cateniformis Bact 
Coprobacillus. 
209084 Bacteria_16S 
CMN3 16S ribosoma 
Spirochaetales; S 
209084 Bacteria_16S 
echinoides strain 
echinoides Bacter 
Sphingomonas. 
209084 Bacteria_16S 
strain S37 16S ri 


eria; 


209084 Bacteria_16S 
tapeticola strain 
tapeticola Bacter 
209084 Bacteria_16S 
strain I50 16S ri 
Firmicutes; Erysi 
209084 Bacteria_16S 
halotolerans DSM 
Bacteria; Proteob 
209084 Bacteria_16S 
methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 
209084 Bacteria_16S 
sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 
209084 Bacteria_16S 
strain IFO 10550 


209084 Bacteria_16S 
strain IFO 15498 


209084 Bacteria_16S 
strain LMG 2142 1 


209084 Bacteria_16S 
strain BN6 16S ri 


209084 Bacteria_16S 
proteoclasticus s 
proteoclasticus B 
209084 Bacteria_16S 
glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae; 
209084 Bacteria_16S 
strain B422 16S r 
Bacteroidetes; Ba 
209084 Bacteria_16S 
strain DSM 50071 

Bacteria; Proteob 
209084 Bacteria_16S 
strain E-37 16S r 


209084 Bacteria_16S 
ovipneumoniae str 
ovipneumoniae Bac 
209084 Bacteria_16S 
strain M165/69 16 
Tenericutes; Moll 
209084 Bacteria_16S 
strain Co53T 16S 

Spirochaetes; Spi 
209084 Bacteria_16S 
strain PS-1 16S r 
Proteobacteria; G 
209084 Bacteria_16S 


16S ribosomal RNA, 
acteria; Gammaproteobacteria; Pseudomo 


2818184 2818147 73 


2845495 2845458 73 


1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 


2865614 2865577 73 


2966115 2966078 73 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


3008833 3008796 73 


3031462 3031425 73 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales 


3112899 3112862 73 


3126557 3126520 73 


3197964 3197927 73 


in JCM 10604 16S ribosomal RNA, partia 


ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


ccc Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 


11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 


in DSM 5458 16S ribosomal RNA, partial 


eria; Proteobacteria; Alphaproteobacte 


RB16-17 16S ribosomal RNA, partial seque 
a; Proteobacteria; Alphaproteobacteria 


110 gi|219856912|ref|NR_024733.1| Coprobacillus 
1 sequence 2816799 2818283 Coprobacillus 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
110 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
gdorferi group. 
110 gi| 219856881 |ref|NR_024700.1| Sphingomonas 
sequence 2864276 2865738 Sphingomonas 
a; Sphingomonadales; Sphingomonadaceae; 
110 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
2964771 2966222 Sphingopyxis chilensis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 
110 gi|219846918|ref|NR_026510.1| Halospirulina 
artial sequence 3007504 3008891 Halospirulina 
lospirulina. 
110 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
3030089 3031577 Clostridium cocleatum Bacteria; 
; Erysipelotrichaceae. 
110 gi|219846847|ref|NR_026439.1| Desulfobacter 
nce 3111517 3112988 Desulfobacter halotolerans 
Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
110 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
sequence 3125234 3126653 Hyphomicrobium 
ria; Rhizobiales; Hyphomicrobiaceae; 
110 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
nce 3196654 3198070 Sandaracinobacter 
; Sphingomonadales; Sphingomonadaceae; 
110 gi|219846782|ref|NR_026374.1| Sphingomonas mali 


3209896 3209859 73 


3211388 3211351 73 


3262744 3262707 73 


3312884 3312847 73 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


3366392 3366355 73 


train DSM 12679 16S ribosomal 
acteria; 


Firmicutes; 
3497554 3497517 73 


3573726 3573691 75 


ibosomal RNA, partial sequence 
cteroidia; 


Bacteroidale 
3629779 3629742 73 


3717701 3717665 73 


3751785 3751748 73 


3754825 3754788 73 


3760896 3760859 73 


ribosomal RNA, partial sequence 
rochaetales; 


Spirochaet 
3798513 3798476 73 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 


3966671 3966634 73 


16S ribosomal RNA, partial sequence 3208570 32100 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


110 


16S ribosomal RNA, partial sequence 3210062 32115 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


110 


6S ribosomal RNA, partial sequence 3261418 32628 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


110 


Sphingomonadales; 


110 


110 


DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; 
Coriobacterium. 


Coriobacteridae 


110 


Ss; 


110 


complete sequence 


109 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


110 


ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 


110 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


110 gi| 219846392 
3759507 37610 

aceae; Borrelia. 
110 gi| 219846364 
3797117 37986 
ciricketts 
110 gi|219846248 


RNA, par 
Clostridia; 


Prevotellace 


Sphingomon 
gi| 219846781 
Sphingomon 
gi|219846746 
Sphingomon 
gi|219846712 
3311548 33129 
Sphingomon 
219846673 
tial seque 
ridiales; 
219846578 
equence 
Coriobac 


gi 


Clost 
gi 


, 


gi|219846527 
3572354 35738 
ae; Prevot 
219846486 
36283 
nadales; P 
gi|219846425 
3716418 37177 
dobacter 
219846398 
quence 
asmataceae 
gi| 219846396 
3753459 37549 


gi 


gi 


11 Sphingomonas 
adaceae; 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref|NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026304.1 


adac 
ref 
nce 


eae; Sphingo 
NR_026265.1 
336503 
Clostridiaceae; 
ref|NR_026170.1 
3496207 349764 
teriales; Coriob 


ref|NR_026119.1 
ella. 

ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026016.1 


aceae; Sagittula 
ref|NR_025989.1 
3750418 375189 
Mycoplasma. 
NR_025987.1 


, 
ref 


ref|NR_025983.1 


ref|NR_025955.1 


iaceae; Cyclocla 


capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 


ref|NR_025838.1 
3965346 396678 


mali Bacteria; 
Sphingomonas. 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Caloramator 
4 3366453 Caloramator 
Caloramator. 
Coriobacterium 
1 Coriobacterium 
acterineae; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Sagittula stellata 


90 Sagittula stellata Bacteria; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Novosphingobium 
8 Novosphingobium 


capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 
209084 Bacteria_ 


strain SW-161 16S 
Proteobacteria; Alphaproteobacteria; 


209084 Bacteria_ 


seohaensis strain 
seohaensis Bacter 


Erythrobacter. 
209084 Bacteria_ 


donghaensis strai 
donghaensis Bacte 


Porphyrobacter. 
209084 Bacteria_ 


flavimaris strain 
flavimaris Bacter 


Sphingopyxis. 


209084 Bacteria_1 
chungwhensis stra 
chungwhensis Bact 


Salinimonas. 


209084 Bacteria_1 
SW-110 16S ribosomal RNA, partial sequ 


aquimaris strain 
Bacteria; 


Bacteria; 


Bacteroidetes; 


Thermotogae; 


selenitireducens 
selenitireducens 


209084 Bacteria_16S 
strain SB2B 16S r 
G 
209084 Bacteria_16S 
DSM 12563 16S rib 
Spiroch 
209084 Bacteria_16S 


Proteobacteria; 


Bacteria; 


strain AT1013 16S 
Bacteroidetes; Fl 


209084 Bacteria_16S 
melanesiensis str 


melanesiensis BI4 


209084 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


209084 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


209084 Bacteria_16S 


strain T1-X7 16S 


Proteob 
209084 Bacteria 1 
tunicata strain D 
Proteob 
Pseudoalteromonas 
209084 Bacteria 1 
strain ES2772 16S 
Ba 
209084 Bacteria_1 
strain DV1140 16S 
Ther 
209084 Bacteria_16S 
catellatispora st 
catellatispora Ba 
Thermomonosporace 
209084 Bacteria_16S 


16S 3995971 3995934 73 110 


ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 


16S 3997462 3997425 73 110 gi 


16S 3998956 3998919 73 110 gi 


16S 4001880 4001843 73 110 gi 


6S 4006441 4006404 73 110 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; 
6S 4036833 4036796 73 110 gi 
acteria; Alphaproteobacteria; 
6S 10292 10260 78 110 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
6S 130240 130205 75 110 

ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
6S 505757 505721 74 110 

ribosomal RNA, partial sequence 


gi 


gi 


890664 890624 63 103 gi 
rain 3.24 16S ribosomal RNA, partial s 


Actinomadura. 

960236 960192 67 110 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
1012296 1012240 47 103 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1178775 1178739 74 110 
osomal RNA, partial sequence 
aetes; 


ae; 


Ss 
gi 


1275294 1275259 75 110 

ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1333007 1332971 74 110 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1565791 1565759 67 99 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1917331 1917295 74 110 gi 
16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho 
2493290 2493243 63 110 gi 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


209084 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


209084 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


2747494 2747462 78 110 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2828765 2828729 74 110 
ibosomal RNA, partial sequence 


gi 


3677147 3677113 73 107 gi 


SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


SW-151 16S ribosomal RNA, partial seq 


ia; Proteobacteria; Alphaproteobacteri 


Gammaproteobacte 


Alteromo 


Prevotellace 


cteria; Actinobacteria; Actinobacterid 


Spirochaetales; Brachyspiraceae; 


Flavoba 


Er 
ue 


a; 


qu 
ia 


ue 
a; 


s 
baa 8 


’ 


Ss; 


ue 


er 


oc 


eq 
e; 


219846228 
3994645 39960 
ythrobac 
219846227 
nce 


219846226 
ence 


, 


219846224 
nce 


219846221 
equence 
a; 


219846199 
ence 40355 
Sphingomonadales; 

265679057 


nadales; 


265678976 
128870 13034 
ae; 
265678715 
504361 50587 
motogales; Thermotogaceae; Thermosipho. 
265678451 
equence 

ae; 


265678405 
1 sequence 
llaceae; 
265678370 
1010904 10123 
hewanellac 
228718030 
1177428 11788 
Brachysp 
219846219 
1273959 12753 
cteriaceae; 
228721494 
equence 


219846059 
nce 

iales; 
219878250 


219857388 
2491905 24933 
occineae 
219857156 
uence 


219856905 
2827347 28288 
motogales; Thermotogaceae; Thermosipho. 
209084 Bacteria_16S 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 


219846453 


Sphingomonadales; 


ref 


Sphingo 


Sphing 


Sphingo 
ref 
Alter 
ref 
ref 
8961 
P 
ref 
Prevot 
ref 
ref 
Actinomyce 
ref 


acil 
ref 


B 


eae; 
ref 


ira. 
ref 


, Se 
ref 
Thermotogac 
ref 


usob 
ref 


F 
19159 
ref 


; In 
ref 


Actinomycet 


ref 


85 Erythrobacter 
tera 


3996136 39 
mona 


3997630 39 
omon 


4000552 40 
mona 


4005071 40064 
omon 


07 4036950 Eryth 
Eryt 


10291 
seud 


889276 89072 


958824 96027 


1331586 13330 


1564412 15658 


11 1917433 Thermo 


49 Tetrasphaera 


2746146 27474 


Sphin 
NR_025818.1 


ceae; Erythr 
NR_025817.1 
9757 
dales; Eryth 
NR_025816.1 
9906 
adales; Eryt 
NR_025814.1 
0199 
phin 


dales; § 


NR_025811.1 
7 
adales; Alte 
NR_025789.1 
r 
hrobacterace 
NR_029365.1 
Pseudo 
oalteromonad 


NR_029284.1 


NR_029020.1 


NR_028753.1 
7 


tales; p 


Stre 
NR_028707.1 
2 
lus. 
NR_028672.1 


Shewanella. 
NR_027570.1 


NR_025809.1 


jongia. 
NR_027617.1 
9 
eae; Thermos 
NR_025649.1 
9 
acteriaceae; 


NR_025389.1 


NR_024976.1 


trasporangia 
NR_024784.1 
9 
e 


ales; Coryn 


NR_024726.1 


ref 


gomonadaceae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 

Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Prevotella dentalis 


1 Prevotella dentalis Bacteria; 
ella 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Actinomadura 
Actinomadura 
tosporangineae; 


Bacillus 
Bacillus 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Thermosipho 
7 Thermosipho 
ipho. 

Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Thermosipho geolei 
sipho geolei Bacteria; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Rhodococcus 
3 Rhodococcus 
bacterineae; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


NR_026044.1 


Halanaerobium 


3675717 3677244 Halanaerobium 


congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 


209084 Bacteria_16S 3789428 3789392 74 
AS145 16S ribosomal RNA, partial sequence 


219846371 


ichia 


ref |NR_025962.1 


muris Bact 


e 


ria; 


Ehrlichia muris strain 
Proteobacteria; 


Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

209084 Bacteria_16S 3792462 3792414 62 TED gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

209084 Bacteria_16S 3915801 3915765 74 110 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
strain Hk501 16S ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

209084 Bacteria_16S 3917217 3917181 74 110 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

209084 Bacteria_16S 3934197 3934161 74 110 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 
strain HT31 16S ribosomal RNA, partial sequence 3932829 3934196 Borrelia miyamotoi Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

209084 Bacteria_16S 3957670 3957634 74 110 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 

209084 Bacteria_16S 4188904 4188868 74 110 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

209084 Bacteria_16S 55942 55907 75 110 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

209084 Bacteria_16S 148398 148352 63 110 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

209084 Bacteria_16S 303906 303871 75 110 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

209084 Bacteria_16S 307004 306969 75 110 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

209084 Bacteria_16S 320529 320482 63 110 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 


Tenericutes; Moll 
209084 Bacteria_16S 
strain NO-502 16S 
Bacteroidetes; Sp 
209084 Bacteria_16S 
strain S-743 16S 
Tenericutes; Moll 
209084 Bacteria_16S 
microaerophilum s 
microaerophilum B 
Propionibacteriaceae; Propionibacterium. 
209084 Bacteria_16S 863544 863509 75 110 
strain W1219 16S ribosomal RNA, partial sequence 
Firmicutes; Erysi 
209084 Bacteria_16S 


536162 536127 75 110 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
781209 781162 63 110 
ribosomal RNA, partial sequence 


855799 855764 75 110 


975583 975548 75 110 
strain T-3 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; 
209084 Bacteria_16S 986162 986115 63 110 

strain FC 097-2 16S ribosomal RNA, 
Tenericutes; Moll 
209084 Bacteria_16S 
japonensis strain 


1062542 1062507 75 110 


Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chi 
209084 Bacteria_16S 1199956 1199921 75 110 gi| 228715480 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 12000 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fle 
209084 Bacteria_16S 1222522 1222487 75 110 gi| 219878356 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 12226 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
209084 Bacteria_16S 1249842 1249807 75 110 gi| 219857416 


NS12 16S ribosoma 
Sphingobacteria; 
209084 Bacteria_16S 


1 RNA, partial sequence 


1334523 1334488 75 110 


train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 


pelotrichi; Erysipelotrichales; Erysip 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


758 16S ribosomal RNA, partial sequen 


1248510 1249867 Runel 
Sphingobacteriales; Flexibacteraceae; 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


gi| 265678695 
534808 53626 
Flexibacterac 
gi| 265678525 
779845 78130 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678475 
equence 
dae; Actin 


gi 


gi| 265678470 
862181 86365 
elotrichac 
gi| 265678394 
974224 97564 
Saprospiracea 
gi| 265678387 


265678336 
ce 10611 


gi 


Runella. 
228721490 


eplasma. 
ref|NR_029000.1 
eae; Arcicella. 
ref|NR_028829.1 
7 Acholeplasma 
eplasma. 
ref|NR_028778.1 
854408 855931 
omycetales; Prop 
ref|NR_028773.1 
Bulleidia. 
NR_028696.1 


eae; 
ref 


e; Lewinella. 
ref|NR_028689.1 
5 Acholeplasma 
eplasma. 

ref|NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_027533.1 


xiba 
ref 


cteraceae; D 
NR_025495.1 
; Be 
ref 
la z 


utenbergiace 
NR_025004.1 
eae Bacteria 


ref 


gi 


v 


NR_027613.1 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Acholeplasma axanthum 


axanthum Bacteria; 


Propionibacterium 
Propionibacterium 


ionibacterineae; 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Acholeplasma vituli 


vituli Bacteria; 


Chitinophaga 


ophaga japonensis 
hitinophaga. 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 
yadobacter. 


Salana multivorans 


13 Salana multivorans Bacteria; 
ae; 


Salana. 
Runella zeae strain 
Bacteroidetes; 


Beutenbergia cavernae 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 


Beutenbergia. 


209084 Bacteria_16S 
strain LB37 16S r 


Fusobacteria; Fus 


209084 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


209084 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


209084 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


209084 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


209084 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


209084 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


209084 Bacteria_16S 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


209084 Bacteria_16S 


limnaeus strain A 
Bacteria; Proteob 


209084 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 
209084 Bacteria_ 
strain 4822 16S r 
Tenericutes; Moll 


209084 Bacteria_16S 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


209084 Bacteria_16S 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


209084 Bacteria_16S 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


209084 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; Sp 


209084 Bacteria_16S 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
209084 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


209084 Bacteria_16S 
n NCTC 11490 16S ribosomal RNA, partia 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


209084 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


16S 


acteria; Alphaproteobacteria; Rhizobia 


1567324 1567282 67 110 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 
1617660 1617625 75 110 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; §S 


gi 
ri 


s 


1619183 1619148 75 110 gi 


hingobacteria; Sphingobacteriales; Cyc 
1620706 1620671 75 110 gi 
n LMG 21971 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


s 


1622229 1622194 75 110 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1 


1625260 1625225 75 110 
ribosomal RNA, partial sequence 
hingobacteria; 


gi 
Sphingobacteriales; Cyclo 
1632803 1632768 75 110 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1809379 1809337 67 110 gi 
n CMS 26o0r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1818562 1818527 75 110 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


en 
es 


se 
ac 


al 
Ss 


1905394 1905357 73 110 
26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2475164 2475129 75 110 gi 
ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
2476659 2476624 75 110 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2588650 2588615 75 110 gi 
Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 
2759455 2759420 75 110 gi 
rain KMM 3525 16S ribosomal RNA, parti 
cteria; Bacteroidetes; Sphingobacteria 


gi 
al 


qu 
as 


al 


v 


2760923 2760892 63 94 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


3219007 3218972 75 110 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fla 
3413393 3413346 63 110 gi 
16S ribosomal RNA, partial sequence 


gi 


no 
3416322 3416283 63 102 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 


3480884 3480837 63 110 gi 
al 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3578223 3578186 73 


216 16S ribosomal RNA, 


110 gi 
complete sequenc 


le 


209084 Bacteria_16S 


ph 


lo 


ph 


Sp 


’ 


que 
eae 


es; 


enc 


nce 


es; 


es; 


S; 


3985610 3985575 75 110 gi 


219846058 
1565947 15674 
chia. 

219878465 
equence 
ingobact 


219878464 
16S ribosomal RNA, partial sequence 1617815 16192 
bacteria 
219878463 
equence 
ingobact 


219878462 
sequence 
hingobac 


219878460 
1623889 16253 
bacteria 
219878455 
ce 16314 
Erysip 
219878330 


nce 


, 


219878260 
19040 

Chro: 
219857400 


e 


mataceae 
219857399 
2475319 24767 


219857276 
inomycet 


219857147 
sequenc 
Sphingob 


219857146 
ce 27595 
Pseu 


219846775 
3217640 32191 
mmeovirgac 
219846636 


34120 


mycineae 
219846634 


34149 


Micr 


219846589 
sequence 
Actinomyc 


219846524 
e 


35769 


Brady 
219846235 


Pla 
219878324 
sequenc 
phingoba 


ref|NR_025648.1 
31 Leptotrichia 


ref |NR_025604.1 


eriales; 
ref|NR_025603.1 
87 Algoriphagus 
ceae; Algoripha 
ref |NR_025602.1 

1619338 16208 
eriales; Cyclob 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclo 


ref|NR_025599.1 


ceae; Belliella 
ref|NR_025594.1 
20 1632923 Erysi 
elotrichaceae; E 
ref|NR_025469.1 

1807983 180946 
nococcus. 
ref|NR_025463.1 
e 1817180 181866 
cteriales; Flex 


ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thio 
ref|NR_024988.1 

2473825 247526 
; Mycoplasma. 
ref |NR_024987.1 


ref|NR_024907.1 
2587275 258874 
ales; Propioniba 


, 


ref |NR_024775.1 
e 2758107 275950 
acte 


ref|NR_024774.1 
56 2761026 Actino 
donocardineae; 


ref |NR_026367.1 


eae; Thermonema. 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref|NR_026181.1 
3479494 348091 
etales; Actinomy 


ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 


1616292 161776 
Cycloba 


al 
a 


b 


Pp 


i 


a 


Leptotrichia shahii 
shahii Bacteria; 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 
g 


us. 
Algoriphagus 

0 Algoriphagus 

cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Erysipelothrix 

elothrix inopinata 

rysipelothrix. 
Planococcus 

1 Planococcus 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Mycoplasma 

8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Reichenbachiella 
5 Reichenbachiella 


riales; Flammeovirgaceae; 


Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinomyces 
5 Actinomyces 
cineae; 


Blastobacter 
bacter capsulatus 
astobacter. 


ref|NR_025825.1 


Roseivirga ehrenbergii 


strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 


Bacteroidetes; 


Sphingobacteria; 


Sphingobacteriales; Flammeovirgaceae; Roseivirga. 


209084 Bacteria_ 
strain SW-2 16S r 
Sp 
209084 Bacteria_ 
ornithinivorans s 
ornithinivorans B 


Bacteroidetes; 


Algoriphagus. 


209084 Bacteria_ 
halophilus strain 
halophilus Bacter 
209084 Bacteria_ 
mannitolivorans s 
mannitolivorans B 


Algoriphagus. 


209084 Bacteria_ 


strain BA160 16S 
Bacteroidetes; 


Proteobacteria; 


Sp 
209084 Bacteria_ 
strain CTCBS1 16S 
G 
209084 Bacteria_ 
gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 
209084 Bacteria_ 


16S 4007897 4007862 75 110 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
16S 4097199 4097164 75 110 gi 


gi 


acteria; Bacteroidetes; 


16S 4098685 4098650 75 110 gi 


Bacteroidetes; Sphingobacteria; 
4100141 4100106 75 110 


ia; 
16S gi 


acteria; Bacteroidetes; 
16S 4237320 4237285 75 110 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
16S 45185 45155 80 110 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
136426 136380 64 110 gi 


gi 


16S 


eria; Actinobacteria; Actinobacteridae 
Actinomyces. 


16S 546839 546809 80 110 gi 


train JC2052 16S ribosomal RNA, partia 
Sphingobacteri 


JC2051 16S ribosomal RNA, partial seq 
Sp 


train JC2050 16S ribosomal RNA, partia 
Sphingobacteri 


43805 


in 2-606-032 16S ribosomal RNA, partia 


219846218 


4006528 40080 
bacteria 


lo 

219846155 
1 
a; 


219846154 
uence 
hi 
219846153 
1 
a; 


219846044 


4235935 42373 


lobacteria 
265679034 
45323 


265678972 
1 sequence 
Actinomy 


’ 


265678688 


sequence 
Sphingo 


ngobacte 


sequence 
Sphingo 


Halomonad 


ref|NR_025808.1 
03 Algoriphagus 
ceae; Algoriphag 
ref|NR_025745.1 

4095844 409726 
bacteriales; Cyc 


ref|NR_025744.1 
4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 

4098796 410017 
bacteriales; Cyc 


ref |NR_025634.1 


; Aquiflexu 
NR_029342.1 


ceae 
ref 


aceae; Carnimona 
ref |NR_029280.1 

135066 136444 
cetales; Actino 


ref |NR_028993.1 


strain CIP 105566 


Proteobacteria; 


209084 Bacteria_ 
frederiksbergensi 
frederiksbergensi 


Pseudomonas. 


209084 Bacteria_ 
biprosthecium str 
biprosthecium Bac 


Asticcacaulis. 


209084 Bacteria_ 


ingluviei strain 
Bacteria; 


Phaeobacter. 


209084 Bacteria_ 
strain MUP 1182 1 


G 
16S 


16S ribosomal RNA, 
ammaproteobacteria; 


partial sequence 
Enterobacteriales; 
80 110 


Firmicu 
209084 Bacteria_ 
gallaeciensis str 
gallaeciensis BS1 


672686 672656 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


16S 720961 720927 73 107 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


16S 808831 808801 80 110 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; Lactobacillaceae 
16S 1337507 1337469 73 110 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


16S 2148980 2148934 65 
6S ribosomal RNA, 


110 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


209084 Bacteria_ 
salitolerans stra 
salitolerans Bact 


Swaminathania. 


209084 Bacteria_ 
strain GraMall 16 
D 
209084 Bacteria_ 
strain CIP 103259 


Proteobacteria; 


16S 2161001 2160963 73 110 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


16S 3052817 3052775 68 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
16S 3414853 3414807 64 110 gi 
16S ribosomal RNA, partial sequence 


110 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


209084 Bacteria_ 
gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 
209084 Bacteria_ 
rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 
209084 Bacteria_ 
strain 23-6 16S r 
Tenericutes; Moll 
209084 Bacteria_ 
thiosulfatiphilum strain 6230 16S ribosomal RNA, 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; 
209084 Bacteria_ 


16S 3524818 3524771 63 110 gi 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
e; Saccharopolyspora. 
16S 3975517 3975480 73 110 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
16S 4152197 4152167 80 110 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
16S 76991 76962 75 104 gi 
partia 
Chloro 

gi 


’ 


gi 


16S 107385 107348 73 110 


54547 
Enterobac 
265678601 
ial sequen 
obacteria; 


265678568 
1 sequence 
eria; Caul 


265678507 
e 80741 
; Lactobac 
228721486 
equence 

eobacteria 


219857636 


complete sequence 2147582 21491 


nebacterin 
219857628 
quence 

ria; Rhodo 


219846887 


complete sequence 3051418 30529 


; Pelobact 
219846635 
34134 
nomycineae 
219846560 
equence 

tinomyceta 


219846242 
sequence 
a; Rhizobi 


219846113 


4150819 41521 


taceae; Sp 
265679013 
1 sequence 
biales; Ch 
265678991 


arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 


arabaticum Bacteria; 


Firmicutes; Clostridia; Halanaerob 


iales; 


5 546925 Entero 
teriaceae; Enter 
NR_028906.1 
ce 671276 672778 
Pseudomonadales 


ref 


ref |NR_028872.1 
19632 721036 


obacterales; Cau 


~ 


ref |NR_028810.1 
2 808917 Lactob 
illus. 
NR_027609.1 
8 
odobacterale 
ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


is} 


ref |NR_026479.1 
eraceae; Malono 
ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref|NR_026152.1 

3523483 352488 
les; Pseudonocar 


ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


, 


ref|NR_025703.1 
iroplasma. 
ref |NR_029321.1 

75652 77039 
lorobiaceae; Chl 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 
m. 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


ss 
Actinomyces 
Actinomyces 


mycineae; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Pseudomonas 
Pseudomonas 
Pseudomonadaceae; 


, 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Lactobacillus 
acillus ingluviei 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Swaminathania 
2 Swaminathania 
tobacteraceae; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
monas. 


Actinomyces israelii 

myces israelii Bacteria; 

ae; Actinomyces. 
Saccharopolyspora 

4 Saccharopolyspora 

dineae; 


Agrobacterium 
6 Agrobacterium 


ae; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 


ref|NR_029299.1 
106000 107471 


Acetohalobium 
Acetohalobium 


Halobacteroidaceae; Acetohalobium. 


209084 Bacteria_16S 


strain 4A 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


209084 Bacteria_16S 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial 
aerofaciens Bacteria; Actinobacteria; 
Collinsella. 


Coriobacteriaceae; 
209084 Bacteria_16S 


967928 967895 77 


1110620 1110583 73 


1970534 1970503 79 


110 


110 


Coriobacteridae; 


110 


gi|265678400 


ref|NR_028702.1| Halomonas campisalis 


966531 967930 Halomonas campisalis Bacteria; 


gi|219878215 


doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 


doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Azospirillum. 
209084 Bacteria_16S 


2662095 2662062 77 


110 


gi|219857216 


Halomonadaceae; 
gi| 265678302 
sequence 1109258 1110720 Collinsella 
Coriobacteriales; 


Halomonas. 


ref|NR_028604.1| Collinsella 


Coriobacterineae; 


ref|NR_025354.1| Azospirillum 
1969231 1970533 Azospirillum 


Rhodospirillales; Rhodospirillaceae; 


ref|NR_024844.1] Methylorhabdus 


multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 


Bacteria; 
209084 Bacteria_16S 


strain IM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 
gi|219846668 
DSM 6640 16S ribosomal RNA, partial sequence 
Halanaerobiales; 

gi| 219846387 
W218 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


209084 Bacteria_16S 
lacunarum strain 
lacunarum Bacteria; 
209084 Bacteria_16S 
acrylicus strain 
Bacteria; 
209084 Bacteria_16S 


strain 513A 16S ribosomal RNA, partial sequence 
Spirochaetales; Brachyspiraceae; 


Spirochaetes; 
209084 Bacteria_16S 


strain LC 1 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
209084 Bacteria_16S 
strain Kol5a 16S 


209084 Bacteria_16S 


strain 2678 16S ribosoma 
Proteobacteria; Alphaproteobacteria; 


group. 
209084 Bacteria_16S 


strain MK (Kaplan) 16S r 
Proteobacteria; Alphaproteobacteria; 


fever group. 
209084 Bacteria_16S 


fever group. 
209084 Bacteria_16S 


strain HI 11/12 16S ribosomal RNA, 


Firmicutes; 


Proteobacteria; Alphaproteobacteria; 


2663476 2663443 77 
3373858 3373821 73 
Clostridia; 
3766921 3766888 77 
13315 13280 74 
245111 245083 82 


291837 291801 74 


316143 316107 74 


317607 317571 74 


1130309 1130273 74 


1231704 1231668 74 


1 RNA, partial sequence 


110 


110 


110 


110 


110 


Clostridiales; Veillonellaceae; 


110 


ribosomal RNA, partial sequence 
Aquificae; Aquificales; Aquificaceae; Aquifex. 


110 


Rickettsiales; 


110 


ibosomal RNA, partial sequence 
Rickettsiales; 


110 


110 


Rhizobiales; 


Hyphomicrobiaceae; Methylorhabdus. 
gi| 219857215 


ref|NR_024843.1| Methylopila capsulata 


2662145 2663475 Methylopila capsulata Bacteria; 


11961 


Brachyspira. 
gi| 265678899 


Halobacteroidaceae; 


ref|NR_026260.1| Halanaerobacter 
3372496 3373950 Halanaerobacter 

Halanaerobacter. 

Desulfovibrio 


ref|NR_025978.1 


3765567 3766920 Desulfovibrio acrylicus 
Desulfovibrionales; Desulfovibrionaceae; 
gi| 265679055 
13410 


Desulfovibrio. 

ref |NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 

ref 


NR_029207.1| Megasphaera elsdenii 


243690 245115 Megasphaera elsdenii Bacteria; 


Megasphaera. 
gi| 265678866 


ref|NR_029172.1| Aquifex pyrophilus 


290399 291962 Aquifex pyrophilus Bacteria; 


gi| 265678850 


ref|NR_029155.1| Rickettsia canadensis 


314818 316231 Rickettsia canadensis Bacteria; 


Rickettsiaceae; Rickettsieae; 


gi| 265678849 
316282 317695 Rickettsia akari Bacteria; 
Rickettsiaceae; Rickettsieae; 


gi| 253680770 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


gi| 219878275 
complete sequence 1230306 1231793 Thermocrinis 


Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 


209084 Bacteria_16S 
strain 888-76 16S 


209084 Bacteria_16S 
strain SCH-89 16S 


209084 Bacteria_16S 


1672549 1672521 82 


2537143 2537115 82 


2690572 2690536 74 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
gi| 219857353 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
gi| 219857196 


110 


gi|219878427 
1671187 1672548 Enterobacter 


kettsiaceae; Rickettsieae; 


Rickettsia; typhus 


ref|NR_029154.1| Rickettsia akari 


Rickettsia; spotted 
Rickettsia rickettsii 
Bacteria; 
Rickettsia; 


ref|NR_028018.1 
spotted 


Thermocrinis albus 
albus DSM 14484 


ref |NR_025414.1 


ref|NR_025566.1| Enterobacter cowanii 
cowanii Bacteria; 
Enterobacter. 


ref|NR_024941.1| Hyphomonas oceanitis 


2535834 2537142 Hyphomonas oceanitis Bacteria; 


caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 


caldilitoris Bacteria; Aquificae; Aquificales; 


209084 Bacteria_16S 


2704072 2704040 78 


110 


Aquificaceae; 
gi| 219857186 


desulfurans strain St55B 16S ribosomal RNA, partial sequence 


desulfurans Bacteria; 
209084 Bacteria_16S 


Deinococcus-Thermus; 
2824222 2824186 74 


110 


Deinococci; Thermales; 
gi| 219856908 


subterraneus strain HGP1 16S ribosomal RNA, partial sequence 


subterraneus Bacteria; Aquificae; Aquificales; 


209084 Bacteria_16S 


2996617 2996581 74 


110 


Aquificaceae; 
gi| 219846926 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 


hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; 


209084 Bacteria_16S 


3249331 3249303 82 


110 


strain WV6 16S ribosomal RNA, partial sequence 


Firmicutes; 
209084 Bacteria_16S 
80 16S ribosomal RNA, 


209084 Bacteria_16S 


Clostridia; 


Clostridiales; 
3564715 3564687 76 
partial sequence 


3680235 3680199 74 


104 


110 


gi|219846755 


Hydrogenivirga. 


Hydrogenobacter. 


Hyphomonas. 
ref|NR_024824.1| Hydrogenivirga 
2689164 2690655 Hydrogenivirga 


ref|NR_024814.1| Oceanithermus 
2702689 2704071 Oceanithermus 

Thermaceae; Oceanithermus. 

ref|NR_024729.1|] Hydrogenobacter 
2822817 2824313 Hydrogenobacter 


ref|NR_026518.1] Hydrogenobacter 
2995219 2996732 Hydrogenobacter 
Hydrogenobacter. 


ref|NR_026347.1| Clostridium isatidis 


3247999 3249330 Clostridium isatidis Bacteria; 


Clostridiaceae; Clostridium. 
gi| 219846533 
3563299 3564734 Vibrio nereis Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
gi|219846451 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 


Vibrio nereis strain 
Proteobacteria; 


ref |NR_026125.1 


ref|NR_026042.1| Rickettsia 
3678896 3680323 Rickettsia 


aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


Rickettsia; 
209084 Bacteria_ 


strain RB 16S rib 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
209084 Bacteria_ 


strain LX 16S rib 
Tenericutes; Moll 


209084 Bacteria_ 


rhipicephali stra 
rhipicephali Bact 
spott 


Rickettsia; 
209084 Bacteria_ 


strain ATCC VR-61 


Bacteria; 


209084 Bacteria_ 


strain Mtul 16S r 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


209084 Bacteria_16S 
strain R22 16S ri 
G 
209084 Bacteria_16S 
strain P2 16S rib 
D 
209084 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 
Coprothermobacter 
209084 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain SEBR 7054 
Thermotogae; 


strain DSM 2588 1 
Bacteroidetes; 


Bacteroidetes; 


Actinobacteridae; 


209084 Bacteria_16S 
strain TMO 16S ri 
Ther 
209084 Bacteria_16S 


Thermotogae; 


strain CCUG 41628 
Bacteria; Fusobac 


209084 Bacteria_16S 


strain DSM 5069 1 
Bacteria; 


platensis strain 
Bacteria; 


strain SL1 16S ri 
Thermotogae; 


strain Y12-2 16S 
Bacteroidetes; Fl 


209084 Bacteria_16S 


strain Y10-2 16S 
Bacteroidetes; Fl 


209084 Bacteria_16S 


strain SH 106 16S 


Proteob 
spotted fever gro 


Ther 
209084 Bacteria_16S 
abactoclasticum s 
abactoclasticum B 
209084 Bacteria_16S 
xylanovorans stra 
xylanovorans Bact 
209084 Bacteria_16S 


Sp 
209084 Bacteria_16S 
strain SS-2 16S r 
Sp 
209084 Bacteria_16S 
CMS 81 16S riboso: 


Thermot 
209084 Bacteria_16S 


Firmicu 
209084 Bacteria_16S 


Ther 
209084 Bacteria_16S 


spotted fever group. 


16S 3781955 3781919 74 
osomal RNA, partial sequence 


110 gi 


16S 3786454 3786419 75 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


110 gi 


ibosomal RNA, partial sequence 


4010993 4010957 75 110 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
4095794 4095766 82 110 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
203484 203449 75 110 gi 


gi 


teria; Firmicutes; Clostridia; 


248098 248063 75 110 gi 


ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1137850 1137823 75 102 

mal RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
1394947 1394912 75 110 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1783537 1783502 76 110 gi 
16S ribosomal RNA, partial sequence 

teria; Fusobacteriales; Fusobacteriace 
2791162 2791127 75 110 gi 


Sap 
gi 


ogae; Thermotogales; Thermotogaceae; T 
3220528 3220493 75 110 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3778979 3778944 75 110 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
4226803 4226772 75 106 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 

4228275 4228244 75 106 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 

217433 217399 60 94 

ribosomal RNA, partial sequence 


gi 


gi 


ain BT 16S ribosomal RNA, partial sequ 
Thermoa 


219846376 


3780594 37820 
ttsiacea 


ke 


219846373 


3785096 37865 


16S 3847099 3847063 74 110 gi|219846331|ref|NR_025921.1 
in 3-7-6 16S ribosomal RNA, complete sequence 3845748 384718 
eria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricket 
ed fever group. 

16S 3848589 3848553 74 110 gi|219846330|ref|NR_025920.1 
1 16S ribosomal RNA, partial sequence 3847238 3848677 Ricket 
acteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Ric 
up. 

16S 3850079 3850043 74 110 gi|219846329|ref|NR_025919.1 


3848728 38501 
ttsiacea 


ke 


219846216 


4009610 40110 


diomarinac 
219846156 


4094388 40957 
Desulfoba 


265678928 
ence 20208 


265678897 


16S ribosomal RNA, partial sequence 246697 24821 


975693 97713 


rospiracea 
253680765 


1136447 1137959 Leifs 


obacteriac 
228715897 


1393543 13950 


219878348 

17821 
ae; Sneath 
219857123 


6S ribosomal RNA, partial sequence 2789778 27912 


hermotoga. 
219846774 
32191 
S; 
219846378 


3777587 37790 


219846051 


4225434 42268 
Flavoba 


ct 
219846050 


4226906 42283 
Flavoba 


265678918 


naerobacte 


Thermod 


ref |NR_025967.1 


e; Rickettsieae; 


ref |NR_025964.1 


e; Rickettsieae; 


ref|NR_025806.1 


Idiomarina 
NR_025746.1 


eae; 
ref 


cteraceae; Desul 
ref|NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


ref |NR_029205.1 


ewinella. 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_027542.1 


e; Li 
ref 
onia 
eae; 
ref 


ref|NR_025487.1 
75 1783536 Sneath 
Deis 


ref|NR_024751.1 


ref|NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref|NR_025969.1 


ref |NR_025641.1 


; Ae 
ref 


quorivita. 
NR_025640.1 


; Aequorivita. 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Coprothermobacter 

hermobacter 

ulfobiaceae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


motogales; Thermotogaceae; Thermotoga. 

299365 299330 75 110 gi|265678861|ref|NR_029167.1| Anaeroplasma 
train 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
acteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 

910605 910578 83 110 gi| 265678438 |ref|NR_028740.1| Clostridium 
in HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

941560 941525 75 110 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
6S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
hingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

977054 977019 75 110 gi|265678393|ref|NR_028695.1| Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Sneathia sanguinegens 
ia sanguinegens 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 
eriaceae; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 
cteriaceae; 


ref|NR_029226.1 


Blastopirellula marina 


216053 217555 Blastopirellula marina Bacteria; 


Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 


209084 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


209084 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


209084 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


209084 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


209084 Bacteria_16S 


strain VP-5 16S r 
Proteobacteria; A 


209084 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


209084 Bacteria_16S 


strain Karp 16S r 
Proteobacteria; A 


209084 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


209084 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


209084 Bacteria_16S 


geysericola strai 
geysericola Bacte 


209084 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


209084 Bacteria_16S 


salinarius strain 
salinarius Bacter 


209084 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


209084 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


209084 Bacteria_16S 


strain 166 16S ri 


1207557 1207527 80 110 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1725937 1725915 88 110 gi 


etaproteobacteria; Burkholderiales; Co: 
1896558 1896528 73 102 gi 


eltaproteobacteria; Desulfobacterales; 
2428345 2428319 84 110 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2539905 2539879 83 109 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2740173 2740147 84 110 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
3935591 3935557 76 110 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ric 
294890 294861 75 104 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
892142 892121 73 94 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
978495 978454 60 101 gi 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 
2400774 2400737 73 110 gi 
strain CM2 16S ribosomal RNA, partial 

Bacteria; Proteobacteria; Alphaproteob 


3131050 3131017 77 110 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3908336 3908315 78 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 

34786 34758 82 110 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
261526 261506 22 42 gi 
bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


209084 Bacteria_16S 


CFN 42 16S riboso: 
Alphaproteobacter 


209084 Bacteria_16S 


strain CCBAU 7190 


273617 273597 22 

mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; Rhizobi 
794969 794949 22 42 gi 
B 16S ribosomal RNA, partial sequence 


42 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


209084 Bacteria_16S 


strain SH22623 16 


1026021 1026001 22 42 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


209084 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


209084 Bacteria_16S 


1309967 1309947 22 42 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


1311440 1311420 22 42 


gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


209084 Bacteria_16S 


strain SO2 16S ri 


aphilum Bacteria; Proteobacteria; Alph 


1487613 1487593 22 42 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


209084 Bacteria_16S 


strain USDA 9030 


1504078 1504058 22 42 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


209084 Bacteria_16S 


1581001 1580981 22 42 


gi 


6S ribosomal RNA, partial sequence 1724592 17259 


6S ribosomal RNA, partial sequence 1895145 18966 


2427049 24283 


2538597 25399 


3934247 39357 


890778 89219 


3906969 39084 


260171 26154 


272240 273697 Rhizo 


1024681 10260 


1486230 14876 


16S ribosomal RNA, partial sequence 1502684 15041 


228715354 
12061 
richales; 
219878391 


mamonadace 
219878267 


Desulfoba 
219857439 


omonadacea 
219857351 


yphomonada 
219857161 
ce 27388 
s; Thermod 
219846270 


kettsiacea 
265678864 
uence 

s; Chlorob 
265678450 


ceae; Oren 
265678392 
uence 

erpetosiph 
219857460 
sequence 
acteria; R 
219846835 
uence 

iales; Hal 
219846289 


265679041 
33436 
obacterine 

265678887 


biaceae; R 
265678878 


um/Agrobac 
265678516 

79361 
biaceae; R 
265678361 


biaceae; R 
228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


219857235 


biaceae; R 
219846475 


biaceae; R 


Catenibacterium 
bacterium mitsuokai DSM 
Erysipelotrichaceae; Catenibacterium. 
ref|NR_025530.1| Comamonas kerstersii 
36 Comamonas kerstersii Bacteria; 

ae; Comamonas. 
ref |NR_025406.1 
59 Desulfococcus 
cteraceae; Desulfococcus. 
ref|NR_025027.1| Oceanimonas baumannii 
44 Oceanimonas baumannii Bacteria; 

e; Oceanimonas. 
ref|NR_024939.1| Hyphomonas hirschiana 
30 Hyphomonas hirschiana Bacteria; 


ref|NR_027526.1 
79 1207663 Cateni 


Desulfococcus biacutus 
biacutus Bacteria; 


ceae; Hyphomonas. 
ref|NR_024789.1| Thermodesulfobium 
10 2740172 Thermodesulfobium narugense 


esulfobiaceae; Thermodesulfobium. 


ref|NR_025860.1| Orientia tsutsugamushi 

05 Orientia tsutsugamushi Bacteria; 

e; Rickettsieae; Orientia. 

ref|NR_029170.1| Prosthecochloris 
293547 295005 Prosthecochloris 

iaceae; Prosthecochloris. 

ref|NR_028752.1| Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


ia. 
ref|NR_028694.1| Herpetosiphon 
977181 978580 Herpetosiphon 
onaceae; Herpetosiphon. 
ref|NR_025048.1| Hyphomicrobium 
2399427 2400873 Hyphomicrobium 
hizobiales; Hyphomicrobiaceae; 
ref|NR_026427.1| Halanaerobacter 
3129667 3131049 Halanaerobacter 
obacteroidaceae; Halanaerobacter. 
ref|NR_025879.1| Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


ref |NR_029349.1 
34786 Atopob 


Atopobium vaginae 
ium vaginae Bacteria; 
ae; Coriobacteriaceae; Atopobium. 
ref|NR_029195.1| Rhizobium hainanense 
0 Rhizobium hainanense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_029184.1| Rhizobium etli strain 
bium etli Bacteria; Proteobacteria; 
terium group; Rhizobium. 

ref|NR_028819.1| Rhizobium loessense 
1 794989 Rhizobium loessense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_028663.1| Rhizobium yanglingense 
37 Rhizobium yanglingense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_027611.1| Hyphomicrobium facile 
ence 1308596 1310018 Hyphomicrobium 
ria; Rhizobiales; Hyphomicrobiaceae; 


, 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026067.1| Rhizobium tropici 

57 Rhizobium tropici Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 


219878491 


americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Sinorhizobium/Ens 


ifer group; Sinorhizobium. 


ref|NR_025251.1| Sinorhizobium 
1579624 1581060 Sinorhizobium 


209084 Bacteria_16S 2099030 2099010 22 42 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

209084 Bacteria_16S 2152097 2152077 22 42 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

209084 Bacteria_16S 2245950 2245930 22 42 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

209084 Bacteria_16S 2400825 2400805 22 42 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

209084 Bacteria_16S 2865665 2865645 22 42 gi| 219856881 |ref|NR_024700.1| Sphingomonas 
echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 2864276 2865738 Sphingomonas 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

209084 Bacteria_16S 3125119 3125099 22 42 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

209084 Bacteria_16S 3126608 3126588 22 42 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 3125234 3126653 Hyphomicrobium 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

209084 Bacteria_16S 3604373 3604353 22 42 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 

209084 Bacteria_16S 3646619 3646599 22 42 gi|219846474|ref|NR_026066.1| Rhizobium mongolense 


strain USDA 1844 


209084 Bacteria_16S 


strain OP 16S ribosomal RNA, partial 


42 gi 


sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


209084 Bacteria_16S 
strain KLB 16S ri 


3948751 3948731 22 
bosomal RNA, partial sequence 


42 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


209084 Bacteria_16S 
strain 101 16S ri 


3950207 3950187 22 
bosomal RNA, partial sequence 


42 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


209084 Bacteria_16S 


3981134 3981114 22 


42 gi 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
3942905 3942885 22 


biaceae; 
219846264 


3941522 39429 


Acetobacte 
219846260 


3947368 39487 


Acetobacte 
219846259 


3948831 39502 


Acetobacte 
219846238 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


209084 Fungi_16S 
strain IFM 100 
Actinobacteria; 
209084 Fungi_16S 
strain IFM 078 
Actinobacteria; 
209084 Fungi_16S 
strain IFM 057 
Actinobacteria; 
209084 Fungi_16S 
strain IFM 100 
Actinobacteria; 
209084 Fungi_16S 
strain YZ-96 1 
Actinobacteria; 
209084 Fungi_16S 
strain IFM 024 
Actinobacteria; 
209084 Fungi_16S 
strain IFM 100 
Actinobacteria; 
209084 Fungi_16S 


1388 1341 


2897 2850 


4435 4388 


5995 5948 


7551 7504 


9053 9006 


10539 10492 


12020 11973 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 


63 110 gi 


35 16S ribosomal RNA, partial sequence 1 
Actinobacteridae; Actinomycetales; Cory 


63 110 gi 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


63 110 gi 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


63 110 gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


63 110 gi 


63 110 gi 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


63 110 gi 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


63 110 gi 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Nocardia. 
214698 Bacteria_16S 
albus strain JL 83 16S ribosomal RNA, 


2553247 2553357 1 


107 gi 
complete sequence 


6163 


biaceae; R 
265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


219857342 
25518 


R 


64 Rhizobium mongolense Bacteria; 

hizobium/Agrobacterium group; Rhizobium. 

ref|NR_025854.1| Acidiphilium rubrum 

34 Acidiphilium rubrum Bacteria; 

raceae; Acidiphilium. 

ref|NR_025850.1| Acidiphilium angustum 

80 Acidiphilium angustum Bacteria; 

raceae; Acidiphilium. 

ref|NR_025849.1| Acidocella aminolytica 

36 Acidocella aminolytica Bacteria; 

raceae; Acidocella. 

ref|NR_025828.1| Rhizobium galegae 

09 Rhizobium galegae Bacteria; 

hizobium/Agrobacterium group; Rhizobium. 

ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

mycetales; Corynebacterineae; 


n 


ref|NR_024930.1| Streptacidiphilus 
53 2553362 Streptacidiphilus albus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 
214698 Bacteria_16S 2554808 2554918 1 107 gi|219857341|ref|NR_024929.1| Streptacidiphilus 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptacidiphilus. 
214698 Bacteria_16S 


strain RL-34 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
214698 Bacteria_16S 
putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
214698 Bacteria_16S 
lephantis strain 


e 
e 
Mycobacteriaceae; 
2 
cineracea strain 
c 


assiacum strain 
ycobacterium. 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
214698 Bacteria_16S 


strain B22P3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
214698 Bacteria_16S 
cangkringensis strain D13P3 16S ribosomal RNA, partial 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
214698 Bacteria_16S 
strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 


strain IFM 0784 1 


lephantis Bacteria; Actinobacteria; Actinobacteridae; 
14698 Bacteria_16S 


ineracea Bacteri 
Streptomycetaceae; 
214698 Bacteria_16S 
subrutilus strain 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
214698 Bacteria_16S 
strain 213E 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
14698 Bacteria_16S 


14698 Bacteria_16S 


3929682 3929792 1 107 
ribosomal RNA, complete sequence 


gi 


436741 436850 1 107 


gi 


Kitasatospora. 
2053276 2053386 1 107 gi 
DSM 44368 16S ribosomal RNA, partial 


Mycobacterium. 
2843948 2844057 1 
SK-3255 16S ribosomal RNA, 


107 gi 


Kitasatospora. 
3448837 3448947 1 107 
DSM 40445 16S ribosomal RNA, 


gi 
complete 


Streptomyces. 


919999 920107 1 107 


gi 


3722331 37224311 98 


gi 


839304 839414 1 107 
ribosomal RNA, partial sequence 


gi 


599645 599754 1 107 
ribosomal RNA, partial sequence 


gi 


601175 601284 1 107 


gi 


Streptomyces. 


790371 790480 1 107 


gi 


1041222 1041334 1 108 gi 


2 

h 3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
M 

2 


complete sequence 25534 


219846275 

3928271 3929800 Streptomyces 
Streptomycineae; 
265678764 
sequence 


219878157 
se 
Ac 


quence 


219856895 
complete sequ 
a; Actinobacteria; Actinobacteridae; Act 


ence 


219846611 
sequence 
Actinomycetales; 


265678432 
918602 92011 
nebacterineae; 
219846420 
37209 
Corynebacterineae; 


es; 


265678487 

837961 83941 
Streptosporangineae; 
265678653 

598291 59976 
Streptomycineae; 
265678652 
sequence 
Actinomycetales; 


265678519 
789013 79048 
nebacterineae; 
265678351 
6S ribosomal RNA, partial sequence 1039882 10413 


Streptomycineae; 


tinomycetales; 


inomycetales; 


13 2554923 Streptacidiphilus carbonis 
Streptomycetaceae; 
ref|NR_025865.1| Streptomyces scabiei 
scabiei Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_029069.1| Kitasatospora 

435340 436871 Kitasatospora 
Streptomycineae; 


ref|NR_025296.1| Mycobacterium 
2051875 2053391 Mycobacterium 
Corynebacterineae; 


ref|NR_024714.1| Kitasatospora 
2842551 2844065 Kitasatospora 
Streptomycineae; 


ref|NR_026203.1| Streptomyces 
3447437 3448952 Streptomyces 
Streptomycineae; 


ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_026011.1| Mycobacterium 

52 3722442 Mycobacterium hassiacum 
Mycobacteriaceae; 


ref|NR_028790.1| Nonomuraea rubra 

7 Nonomuraea rubra Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_028958.1| Streptomyces javensis 
1 Streptomyces javensis Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_028957.1| Streptomyces 

599812 601293 Streptomyces 
Streptomycineae; 


ref|NR_028823.1| Gordonia sinesedis 
6 Gordonia sinesedis Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_028653.1| Nocardia pneumoniae 
34 Nocardia pneumoniae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
214698 Bacteria_16S 1522039 1522148 1 107 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

214698 Bacteria_16S 2034585 2034694 1 107 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 


smegmatis Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; 


214698 Bacteria_16S 
griseocarneus strain DSM 40004 16S ribosomal RNA, 


griseocarneus Bac 


Streptomycetaceae; 


214698 Bacteria_16S 3491579 3491688 1 107 gi| 219846582 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Ac 


Streptomycetaceae; 
214698 Bacteria_16S 
strain DSA1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
14698 Bacteria_16S 


2 
Vv 
Vv 
Mycobacteriaceae; 
2 
h 


14698 Bacteria_16S 
olsaticum strain 1406 16S ribosomal RNA, partial sequence 


Mycobacterium. 


3237206 3237315 1 107 


gi 
complet 
teria; Actinobacteria; Actinobacteridae; 


Streptomyces. 


Streptomyces. 


4112262 41123711 107 


gi 


116611 116722 1 107 


gi 


Mycobacterium. 
618201 618312 1 


107 gi 


219846763 
e sequence 3235806 323732 
Actinomycetales; 


219846144 
4110861 41123 
ionibacterineae; 
265678985 
anbaalenii strain PYR-1 16S ribosomal RNA, partial seque 
anbaalenii Bacteria; Actinobacteria; Actinobacteridae; 


nce 


Actinomycetales; 


265678640 
616795 618320 Mycobacterium holsaticum 


inomycetales; 


tinomycetales; 


Corynebacterineae; 


ref|NR_026355.1| Streptomyces 
0 Streptomyces 


Streptomycineae; 


ref|NR_026174.1 


eI Streptomyces 
3490176 349169 


3 Streptomyces 
Streptomycineae; 


ref|NR_025734.1| Kribbella solani 
76 Kribbella solani Bacteria; 
Nocardioidaceae; Kribbella. 
ref |NR_029293.1| Mycobacterium 
115240 116730 Mycobacterium 
Corynebacterineae; 


ref|NR_028945.1| Mycobacterium 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
2 
strain IFM 10035 


strain IFM 0575 1 
strain YZ-96 16S 


sychrophenolicus 


2 
Pp 
psychrophenolicus 
M. 
2 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


strain DSM 40089 


strain ATCC 43910 


14698 Bacteria_16S 


214698 Bacteria_16S 


1039713 1039824 1 107 gi 


1042760 1042871 1 107 gi 


1045876 1045987 1 107 
ribosomal RNA, partial sequence 


gi 


1422050 1422161 1 107 gi 


2174743 2174854 1 107 gi 
ain 10bc312 16S ribosomal RNA, partial 


dococcus. 


3485383 3485494 1 107 gi 


3637391 3637502 1 107 gi 
16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 
6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 
1044481 10459 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
14698 Bacteria_16S 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 
icrococcaceae; Arthrobacter. 
14698 Bacteria_16S 


teria; Actinobacteria; Actinobacterida 
16S ribosomal RNA, partial sequence 3483983 34854 


Actinobacteria; Actinobacteridae; Actinomycetales; 
214698 Bacteria_16S 


Stre 


265678352 |ref 


nebacterin 
265678350 


eae; 
ref 


nebacterin 
265678348 


eae; 
ref 


nebacterin 
224581444 
1 sequence 
ridae; Act 


eae; 
ref 


219857619|ref 
sequence 2 
e; Actinomycet 
219846586 | ref 
ptomycinea 
219846481 
36360 


e; S 
ref 


1420664 142216 
inomycetales; Mi 


173451 217485 


99 Streptomyces 


02 3637503 Mycob 


NR_028654.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_027226.1 


NR_025208.1 
ales; Coryne 
NR_026178.1 
treptomyceta 


NR_026073.1 
a 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Arthrobacter 

4 Arthrobacter 

crococcineae; 


Rhodococcus 
9 Rhodococcus 


bacterineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Mycobacterium duvalii 
cterium duvalii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

214698 Bacteria_16S 4039831 4039942 1 107 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

214698 Bacteria_16S 481019 481118 1 98 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

214698 Bacteria_16S 333082 333191 1 107 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

214698 Bacteria_16S 479470 479571 1 98 gi| 265678732 |ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

214698 Bacteria_16S 1236234 12363351 98 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

214698 Bacteria_16S 1727370 17274711 98 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

214698 Bacteria_16S 1731958 1732059 1 98 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

214698 Bacteria_16S 1958460 1958561 1 98 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
214698 Bacteria_16S 2261365 2261447 28 107 gi|219857559|ref|NR_025147.1| Streptomyces 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


strain E846 16S r 
Actinobacteria; A 


214698 Bacteria_16S 


214698 Bacteria_16S 


us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

243522 243633 1 
ain 73 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

625608 625717 1 107 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 


v 


107 gi 


gi 


214698 Bacteria_16S 
strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


657530 657607 33 107 gi 
s 
s 
Streptomyces. 


v 


complete seq 


624219 62572 


ial sequen 
teridae; Actin 


265678900 
uence 
e; Actinomycet 


ref 


265678635 


ref 


nebacterin 
265678612 


eae; 
ref 


ce 2259931 22614 


242123 24363 


5 Mycobacterium 


5 
omycetales; 


NR_029208.1 
9 
e. 


ales; Coryn 


NR_028940.1 


Mycobacteri 


2 Streptomyces 
Streptomycineae; 


Mycobacterium 
Mycobacterium 
bacterineae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 


NR_028917.1 


s 


Streptomyces 


treptomycineae; 


214698 Bacteria_16S 
strain gM-1 16S r 


713195 713303 1 107 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


214698 Bacteria_16S 
strain LM 161 16S 


1300758 1300855 1 96 
ribosomal RNA, complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


2 


14698 Bacteria_16S 
strain CCM 132 16 


1461699 1461808 1 107 
S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


brockii subsp. 


214698 Bacteria_16S 


Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
214698 Bacteria_16S 

strain IMSNU 2200 


1506993 1507102 1 107 gi 
lactiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 

Thermoanaerobacteraceae; 
1867328 1867437 1 107 gi 
4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Actinomycetales; 
14698 Bacteria_16S 


2 
brockii subsp. 


214698 Bacteria_16S 
antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
214698 Bacteria_16S 
yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 
214698 Bacteria_16S 
michiganensis sub 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Clavibacter. 


2066894 2067003 1 107 gi 


2720544 2720653 1 107 gi 


ardia. 
3769811 3769919 1 107 gi 
species tessellarius strain 78181 16S 


Micrococcineae; Microbacteriaceae; 


3883750 3883859 1 107 gi 


finnii strain AKo-1 16S ribosomal RNA, partial sequenc 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
214698 Bacteria_16S 

nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


Thermoanaerobacteraceae; 
4063876 4063984 1 107 gi 
compl 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
214698 Bacteria_16S 
strain HD9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
214698 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 
214698 Bacteria_16S 
IMMIB R-145 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
214698 Bacteria_16S 
strain IEGM 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
214698 Bacteria_16S 


Mycobacterium. 


4110696 4110805 1 107 gi 


399500 399611 1 107 gi 
strain SBHR OA6 16S ribosomal RNA, par 


ardia. 
545302 545413 1 107 
ibosomal RNA, partial sequence 


gi 


918434 918545 1 107 gi 


1426695 1426806 1 107 gi 


rain IFM 0265 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


finnii Bacteria; 


265678574 


711792 71330 
nebacterineae; 


219846779 


1299363 13008 
ionibacterineae; 


224581412 


1460297 14618 
ococcineae; Micrococcaceae; 


219846365 
somal RNA, 
Bacteria; 


Thermoanaerobacter. 


219878290 
18659 


219878146 
20655 


es; 
219857175 


219846385 
ribosomal 


219846307 


219846177 


Actinomyc 


219846145 


4109294 41108 


265678789 


265678689 


543951 54542 
Corynebacterineae; 


265678433 


917039 91855 
Corynebacterineae; 


224581441 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 
violaceolatus Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; 


Streptomyces. 


omonosporineae 7 


Micrococcineae; Mic 


sequence 2719156 27206 
Actinomycetales; 


Firmicutes; 
Thermoanaerobacter. 


ete sequence 4062487 40639 


tial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


e; Actinomycetales; 


ref |NR_028879.1 
8 Mycobacterium 


Mycobacterium caprae 
caprae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_026371.1| Kribbella koreensis 
72 Kribbella koreensis Bacteria; 
Nocardioidaceae; Kribbella. 
ref|NR_027193.1| Kocuria carniphila 
11 Kocuria carniphila Bacteria; 
Kocuria. 
ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 
ref|NR_025429.1| Asanoa ishikariensis 
35 1867442 Asanoa ishikariensis Bacteria; 
Micromonosporaceae; Asanoa. 
ref|NR_025285.1| Micrococcus 

12 2067008 Micrococcus antarcticus 
rococcaceae; Micrococcus. 
NR_024803.1| Nocardia 

54 Nocardia 
Corynebacterineae; 


ref 


ref 
RNA, 


NR_025976.1| Clavibacter 
partial sequence 3768438 3769927 


ref|NR_025897.1| Thermoanaerobacter 
e 3882338 3883860 
Clostridia; 
ref|NR_025767.1| Mycobacterium 
92 Mycobacterium 
etales; Corynebacterineae; 
ref|NR_025735.1| Kribbella jejuensis 
10 Kribbella jejuensis Bacteria; 
Nocardioidaceae; Kribbella. 
NR_029094.1| Nocardia 

398145 399618 Nocardia 


Corynebacterineae; 


ref 


ref|NR_028994.1| Nocardia puris strain 
4 Nocardia puris Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028735.1| Gordonia amicalis 

1 Gordonia amicalis Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_027223.1| Streptomyces 

e 1425302 1426811 Streptomyces 
Streptomycineae; 


214698 Bacteria_16S 1428260 1428371 1 107 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

214698 Bacteria_16S 1475297 1475408 1 107 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

214698 Bacteria_16S 2059353 2059464 1 107 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 


thermocoprophilus 
Streptomycetaceae; 
214698 Bacteria_16S 


Streptomyces. 


2111217 2111328 1 107 gi 


Bacteria; Actinobacteria; Actinobacteridae; 


219873436 


strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
214698 Bacteria_16S 2247446 2247557 1 107 gi| 219857568 


puniciscabiei str 


puniciscabiei Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; 


2 


14698 Bacteria_16S 


Streptomyces. 
2249023 2249134 1 


107 gi 


ain S77 16S ribosomal RNA, partial sequence 
Actinomycetales; 


e; 


219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Streptomycineae; 


ref|NR_025250.1 
30 Streptomyces 


Streptomyces humiferus 
humiferus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025156.1| Streptomyces 
2246040 2247565 Streptomyces 
Streptomycineae; 


ref|NR_025155.1|] Streptomyces 
2247616 2249142 Streptomyces 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

214698 Bacteria_16S 2518984 2519095 1 107 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
214698 Bacteria_16S 2839360 2839468 1 107 gi|219856898|ref|NR_024717.1| Agromyces bracchium 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

214698 Bacteria_16S 3450404 3450515 1 107 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 
214698 Bacteria_16S 3486950 3487061 1 107 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
214698 Bacteria_16S 3920197 3920308 1 107 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
214698 Bacteria_16S 3921778 3921889 1 107 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 
214698 Bacteria_16S 3923359 39234701 107 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
214698 Bacteria_16S 3924940 3925051 1 107 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
214698 Bacteria_16S 3926521 3926632 1 107 gi| 219846277 |ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
214698 Bacteria_16S 3928101 3928212 1 107 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
214698 Bacteria_16S 1454282 1454381 1 98 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


214698 Bacteria_16S 1759513 1759612 1 98 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

214698 Bacteria_16S 1960016 1960114 1 98 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
214698 Bacteria_16S 3174970 3175069 1 98 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
214698 Bacteria_16S 74169 74243 39 110 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

214698 Bacteria_16S 163770 163812 65 107 gi| 265678954 |ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

214698 Bacteria_16S 404212 404294 28 107 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
214698 Bacteria_16S 714754 714864 1 107 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
214698 Bacteria_16S 913724 913834 1 107 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 


somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 
214698 Bacteria_16S 2306913 2307014 1 98 gi|219857525|ref|NR_025113.1 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurellaceae; 
214698 Bacteria_16S 
strain IFO 16068 


214698 Bacteria_16S 3640518 3640588 28 96 gi|219846479|ref|NR_026071.1 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 363910 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Streptomycetaceae; Streptomyces. 

214698 Bacteria_16S 72606 72679 39 109 gi|265679016|ref|NR_029324.1 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 

sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Pseudonocardia. 

214698 Bacteria_16S 137892 138001 1 107 gi|265678971|ref|NR_029279.1 
strain 27 16S ribosomal RNA, partial sequence 136495 13800 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
214698 Bacteria_16S 186637 186745 1 107 gi| 265678939 |ref|NR_029247.1 


strain 113-1 16S 


214698 Bacteria_16S 
CMS 76r 16S ribos 
Actinobacteridae; 
214698 Bacteria_16S 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 
DSM 771 Bacteria; 
214698 Bacteria_16S 
strain LM 036 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
214698 Bacteria_16S 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
1440623 1440732 1 107 gi 
ribosomal RNA, partial sequence 
2057814 2057915 1 


98 gi 


Tsukamurella. 


2955551 2955652 1 98 gi 


3638966 3639048 28 107 gi 


Streptomyces. 


ribosomal RNA, partial sequence 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipel 


214698 Bacteria_16S 
strain W16 16S ribosomal RNA, partial sequence 


675698 675807 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


214698 Bacteria_16S 
strain 19 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


214698 Bacteria_16S 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
214698 Bacteria_16S 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, parti 


846967 847075 3 107 gi 


Clostridiales; cl 


969376 969473 1 


Clostridiaceae; 
95 gi 


Kitasatospora. 


1532751 1532859 1 107 gi 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 
214698 Bacteria_16S 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequ 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; 
214698 Bacteria_16S 
strain ATCC 927 1 


1925040 1925117 33 107 gi 


Pseudonocardia. 


2165622 21657301 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


214698 Bacteria_16S 
stercorarium subs 
Clostridium stercorarium subsp. 
Clostridiaceae; Clostridium. 
214698 Bacteria_16S 


strain DSM 6011 1 


Firmicutes; 


2326664 2326772 1 107 gi 


p- leptospartum strain ATCC 35414 16S ri 


3526301 3526399 3 101 gi 


Clostridiales; Clostridiaceae; Cl 


4219210 4219287 33 107 gi 


nitritigenes strain L 46 16S ribosomal RNA, partial seque 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; 


185230 18674 


265678599 
674316 67581 


265678482 
845553 84708 


265678398 


219857427 


219878245 


219857625 
6S ribosomal RNA, partial sequence 2164214 21657 


219857512 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 
Clostridia; 


214698 Bacteria_16S 219846062 


1139422 1139532 1 107 gi|253680764|ref|NR_028012.1 
omal RNA, complete sequence 1138010 1139535 Leifsonia 
Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

1160573 1160683 1 107 gi|228721485|ref|NR_027608.1 


1159166 1160688 Desul 
Peptococcaceae; 
224581428 
1439230 14407 
donocardineae; 
219878153 


ref 


ref 


complete sequence 
Actinomycetales; 


ref 


nebacterineae; 
219846480 
strain AT37 16S ribosomal RNA, partial s 
Bacteria; Actinobacteria; Actinobacteridae; 


ref 
equence 


otrichaceae. 
ref 


occineae; 
ref 


ostridium. 
ref 


ref 
al sequence 


ref 
ence 


ref 
bacterineae; 


ref 


bosomal RNA, 


ref 


ostridium. 
ref 


nce 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Thermomonosporaceae; Actinomadura. 
214698 Bacteria_16S 205147 205195 60 107 gi| 265678927 |ref 


thermophilum strain H-6-12 16S ribosomal RNA, 


complete se 


quence 


2056438 205792 
Streptomycineae; 


3637554 363905 
Actinomycetales; 


0 Dermatophilus 
Dermatophilace 


967981 969477 
Actinomycetales; 


Actinomycetales; 


1923611 192512 
Actinomycetal 


35 Mycobacterium 


4217823 421929 


NR_027210.1 


NR_025292.1 


230551 


NR_024639.1 


NR_026072.1 


NR_028904.1 


NR_028785.1 


NR_028700.1 
Strep 
NR_025015.1 

153135 
NR_025384.1 
es; Pseudono 
NR_025214.1 
Mycobacteri 


NR_025100.1 
partial seq 


NR_026151.1 


NR_025652.1 


les; Strepto 


£ 
Desulfotomaculum. 


Str 


Leifsonia rubra strain 


rubra Bacteria; Actinobacteria; 


Desulfotomaculum 
otomaculum acetoxidans 


Lentzea violacea 


37 Lentzea violacea Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Streptomyces 
0 Streptomyces 


Tsukamurella 
7 2307028 Tsukamurella 


Corynebacterineae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
Gordoniacea 


e; Gordonia. 
Streptomyces 

3 Streptomyces 

eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Pseudonocardia 
Pseudonocardia 


nocardineae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Clostridium scindens 


1 Clostridium scindens Bacteria; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Micromonospora 
9 1532864 Micromonospora 


Micromonosporineae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Actinomadura 
1 Actinomadura 
sporangineae; 


NR_029235.1 


Dictyoglomus 


203662 205201 Dictyoglomus 


thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 


strain A288 16S r 


214698 Bacteria_16S 


405714 405825 1 107 
ibosomal RNA, partial sequence 


gi 


265678785 


404351 40583 


ref 


0 Actinomadura 


NR_029090.1 


Actinomadura meyerae 


meyerae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

214698 Bacteria_16S 410377 410449 38 107 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

214698 Bacteria_16S 485687 485735 60 107 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

214698 Bacteria_16S 677376 677424 60 107 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

214698 Bacteria_16S 880024 880072 60 107 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


rochlorococcacea 


maragdinae DSM 1 
1293 Bacteria; S 


NFM N'd 


strain DSM 40258 
Actinobacteria; A 


subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 


chrestomyceticus 
chrestomyceticus 
Streptomycetaceae 
sclerotialus stra 
sclerotialus Bact 


Streptomycetaceae 


strain DSM 43049 
Actinobacteria; A 


olivaceisclerotic 
olivaceisclerotic 


Streptomycetaceae 


strain DSM 40597 
Actinobacteria; A 


purpurogeneiscler 
Streptomycineae; 
strain DSM 44222 
strain SPS-1037 1 
Proteobacteria; B 


strain ILE-3 16S 
Synergistetes; Sy 


214698 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 
2 
strain CLN-1 16S 


Proteobacteria; B 


214698 Bacteria_16S 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


14698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


nus strain DSM 41429 16S ribosomal RNA, 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


Prochlorococcus marinus subsp. pastoris Bacteria 


Prochlorococcus. 

1169722 1169770 60 107 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1590262 1590334 38 107 gi 


e; 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
1593358 1593430 38 107 


romomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 
1594904 1594976 38 107 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

1596451 1596523 38 107 gi 
in DSM 43032 16S ribosomal RNA, partia 


v 


; Streptomyces. 


1597999 1598071 38 107 gi 
ctinobacteridae; Actinomycetales; Stre 
1599547 1599619 38 107 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


1601095 1601167 38 


’ 


107 gi 
ctinobacteridae; Actinomycetales; Stre 
1602643 1602715 38 107 gi 
oticus strain DSM 43156 16S ribosomal 


Streptomycetaceae; Streptomyces. 


1728909 1729009 1 98 gi 


2411596 2411644 60 107 gi 
etaproteobacteria; Burkholderiales; Te 
2561066 2561114 60 107 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; 
3842613 3842661 60 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
4082249 4082297 60 107 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
580206 580285 31 107 gi 
MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


Synergistace 
107 gi 


214698 Bacteria_16S 


775041 775112 39 107 gi 


eria; Actinobacteria; Actinobacteridae; 


’ 


228719827 
ce 11682 
taceae; Sp 
219878485 


16S ribosomal RNA, partial sequence 1588843 15903 


ptomycinea 
219878483 
partial 

Actinobact 
219878482 
rtial sequ 
idae; Acti 


219878481 
1 sequence 
; Actinomy 


219878480 


16S ribosomal RNA, partial sequence 1596580 15980 


ptomycinea 
219878479 
partial s 
te 


219878478 


16S ribosomal RNA, partial sequence 1599676 16011 


ptomycinea 
219878477 
RNA, parti 


219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 


nebacterin 
219857453 


6S ribosomal RNA, partial sequence 2410156 24116 


pidimonas. 
219857337 


2559665 25611 


ae; Aminob 
219846334 
nce 38411 
naerobiace 
219846165 


4080799 40822 


pidimonas. 
265678666 
sequence 
inomycetal 


265678530 


ref 


iroc 
ref 


e; S 
ref 
sequ 


ref 
ence 
nomy 


ref 


ref 


e; S 
ref 
eque 


ridae; Actin 


ref 
e; S 
ref 
als 
ref 
eae; 
ref 
ref 


acte 
ref 


ae; 
ref 
ref 


es; 


43 1169775 Spiro 


40 Streptomyces 


erid 


1595032 15965 
ceta 


77 Streptomyces 


73 Streptomyces 


13 Mycobacterium 


23 3842666 Halan 


578821 58028 


NR_027585.1 
ic 
haeta. 
NR_025624.1 


treptomyceta 
NR_025622.1 
ence 159193 
ae; Actinomy 


NR_025621.1 
159348 
cetales; Str 


NR_025620.1 
2 
fo} 


les; Strept 


NR_025619.1 


treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 


NR_025617.1 
treptomyceta 


NR_025616.1 
equence 


NR_025528.1 


Mycobacteri 
NR_025041.1 


NR_024925.1 


rium. 
NR_025924.1 
a 
Halanaerobiu 
NR_025755.1 


NR_028971.1 
6 


Corynebacter 


ref 


NR_028834.1 


Cyanobacteria; Prochlorales; 


Spirochaeta 
haeta smaragdinae DSM 


Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 

Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Halanaerobium 
erobium lacurosei 

m. 

Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Corynebacterium 
Corynebacterium 
ineae; 


Prauserella alba 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


2 
koreensis strain 
acteria; Actinob 
atellatospora. 


B 
Cc 
2 
paurometabola str 
paurometabola Bac 
Cellulomonadaceae 
vibrioides strain 
vibrioides Bacter 


yonseiensis strai 
Bacteria; Firmicu 


strain DSM 43194 
strain DSM 44262 


2 
taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 
2 
spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 
2 


Actinobacteridae; 
xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 
strain QH3A7 16S 


strain ID131577 1 
Actinobacteria; R 


214698 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


214698 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


214698 Bacteria_16S 


strain HKI 0136 1 
Actinobacteria; A 


214698 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


214698 Bacteria_16S 


cyanea strain NA1 
Bacteria; Actinob 


Saccharomonospora. 
214698 Bacteria_16S 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


214698 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


14698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 
XILO1 16S ribosomal RNA, 


214698 Bacteria_16S 


214698 Bacteria_16S 


883064 883135 39 107 gi 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1806299 1806398 1 98 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1881033 18811311 98 gi 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
2388704 2388803 1 98 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2611815 2611886 39 107 gi 


’ 


2613342 2613413 39 107 gi 


2667990 2668061 39 107 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
2669505 2669576 39 107 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 
3011779 3011886 3 107 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 
378167 378209 65 
complete sequence 
Actinomycetales; Micrococcineae; Micr 
397978 398076 1 96 gi 
in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 
Cellulomonas. 
490335 490445 1 107 
ribosomal RNA, complete sequence 


107 gi 


’ 


gi 


568278 568328 1 50 gi 
ubrobacteridae; 
802723 802817 1 

in C21 16S ribosomal RNA, 


eria; Firmicutes; Clostridia; 


Solirubrobacterales; C 

92 gi 
complete seq 
Clostrid 


1538818 1538927 1 107 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

3040644 3040745 1 98 gi 
ctinobacteridae; Actinomycetales; Cory 
4079069 4079179 1 107 gi 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
1424 1485 39 98 gi 
34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2965 3026 39 98 gi 
28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
337720 337829 1 107 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


2 


14698 Bacteria_16S 


265678456 
nce 88163 
ales; 


219878332 
al sequenc 
e; 


219878279 
uence 

les; Veill 
219857468 
nce 23873 
Ss; 
219857258 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
214698 Bacteria_16S 


do 
219857257 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
14698 Bacteria_16S 


donocardin 
219857212 
ence 26665 
ales; Pseu 


219857211 
uence 


inomycetal 


219846916 
equence 


265678803 


376697 378215 Agromyces 


obacteriac 
265678790 
equence 


265678725 


488917 49045 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
214698 Bacteria_16S 


ococcineae 
265678674 


6S ribosomal RNA, partial sequence 566874 56834 


onexibacte 
265678511 
uence 
iales; Clo 
219857377 
1 sequence 
Actinomyc 


219846896 


6S ribosomal RNA, partial sequence 3039256 30407 


nebacterin 
219846167 
uence 
les; Pepto 
265679063 
mi 
ales; Pseu 
265679062 
1539 
ales; Pseu 
265678833 
quence 
Bifidobac 


369057 369118 33 92 gi 


265678809 


castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 


Micr 


Actinomycet 


Thermoa 


nocardin 


e; Actinomycet 


; Actinomy 


ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 


ref|NR_025471.1 
e 1804913 180639 
ales; Microc 


ref|NR_025418.1 
1879598 188113 
onellaceae; Pro 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteracea 
ref |NR_024889.1 


eae; Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


ref|NR_026508.1 

3010413 301189 
ales; Franki 
ref|NR_029108.1 
ulmi Bacter 
eae; Agromyces. 
ref|NR_029095.1 

396579 398094 
cetales; Microco 


ref |NR_029030.1 


; Jonesiaceae; J 
ref |NR_028979.1 
3 Conexibacter 
raceae; Conexiba 
ref|NR_028814.1 

801287 802838 
stridiales Famil 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 
ref |NR_026488.1 
eae; Gordoniacea 
ref|NR_025757.1 

4077655 407918 
coccaceae; Crypt 
ref |NR_029371.1 

1489 Saccha 
donocardineae; P 


ref |NR_029370.1 
3029 Saccha 
donocardineae; P 


ref |NR_029138.1 
336318 337835 
teriales; Bifido 


Pp 


e: 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Oerskovia 
8 Oerskovia 
occineae; 


Propionispora 
1 Propionispora 
ionispora. 
Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Prauserella rugosa 


’ 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Modestobacter 
4 Modestobacter 
neae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Cellulomonas 
Cellulomonas 


ccineae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Conexibacter woesei 


woesei Bacteria; 


cter. 

Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Saccharothrix 
5 Saccharothrix 


cardineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Parascardovia 
Parascardovia 
bacteriaceae; 


ref|NR_029114.1 
367645 369119 


Streptomyces 
Streptomyces 


castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


2 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


2 


14698 Bacteria_16S 


14698 Bacteria_16S 


Streptomyces. 


438359 438420 39 


549927 550035 1 


98 


107 


gi 


ain NRRL B-24129 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 
e; Amycolatopsis. 


gi 


265678763|ref|NR_029068.1 


265678686 |ref|NR_028991.1 


436922 
Pseudonocardineae; 


strain TMAO3 16S 
Firmicutes; 


Clostridia; 


ribosomal RNA, partial sequence 


548509 55004 


2 


tuberculostearicum strain Medalle X 16S ribosomal RNA, 
tuberculostearicum Bacteria; Actinobacteria; Actinobact 


14698 Bacteria_16S 


574316 574393 33 


Corynebacteriaceae; Corynebacterium. 


2 


strain WSU 86/1044 16S ribosomal RNA, complete sequence 

Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

214698 Bacteria_16S 1107631 1107708 33 107 gi|265678304|ref|NR_028606.1 
strain NRRL 15532 16S ribosomal RNA, partial sequence 11062 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nonomuraea. 

214698 Bacteria_16S 1201526 1201574 60 107 gi| 228715386 |ref|NR_027531.1 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 


1 
2 


brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacteraceae; 


ue 


t 
iG 


14698 Bacteria_16S 


14698 Bacteria_16S 


14698 Bacteria_16S 
lauca strain K62 


accharomonospora. 
14698 Bacteria_16S 
exasensis strain 


Actinosynnemataceae; 


214698 Bacteria_16S 1663391 1663452 39 98 gi| 219878433 |ref|NR_025572.1 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 166345 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardiaceae; Kibdelosporangium. 

214698 Bacteria_16S 1666454 1666515 39 98 gi|219878431|ref|NR_025570.1 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 


B 
K 
2 
s 
B 


toni eytIFeNWNAN 


Rubrobacteraceae; 


2 


herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
214698 Bacteria_16S 3334227 3334291 1 62 gi|219846696|ref|NR_026288.1 


strain DSM 43151 


2 


ibdelosporangium. 
14698 Bacteria_16S 
train MG 417-CF 


14698 Bacteria_16S 


lastococcus. 
14698 Bacteria_16S 
alophila strain 
alophila Bacteri 
seudonocardiaceae; 
14698 Bacteria_16S 
aiwanensis strai 
aiwanensis Bacte 


14698 Bacteria_16S 


14698 Bacteria_16S 


stercorarium subsp. 


c 
2 


14698 Bacteria_16S 


2261 Bacteria; Synergistetes; 


hermoanaerobacterales; 


974121 974166 63 


1314526 1314603 33 


1417518 1417579 39 


1537290 1537367 33 


1680083 1680144 39 


1789418 1789515 3 


1887353 1887414 39 


2156540 2156601 48 


2788243 2788308 35 


3582723 3582831 1 


3625132 3625209 33 


Synergistia; 


Clostridiales; Veillonellaceae; 


107 


107 


Synergistales; 


107 


16S ribosomal RNA, 


98 


2 

g 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Ss 

2 


107 


NRRL B-16134 16S ribosomal RNA, partial 
exasensis Bacteria; Actinobacteria; Actinobacteridae; 
Saccharothrix. 


acteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


98 


17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Amycolatopsis. 


98 


98 


107 


Rubrobacteridae; 


98 


107 


107 


strain 3015 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


gi| 265678670 


gi| 265678395 


gi|228718892 


Thermoanaerobacter. 


gi| 224581447 


gi|219857378 


gi|219878422 


gi|219878343 


axobsidens strain BC448 16S ribosomal RNA, partial sequence 
axobsidens Bacteria; Actinobacteria; Actinobacteridae; 


gi|219878274 


DSM 44411 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Saccharomonospora. 


gi| 219857631 


n LS-293 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; 
Rubrobacter. 


gi| 219857125 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi|219846521 


thermolacticum strain TX41 16S ribosomal RNA, 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
lostridiaceae; Clostridium. 


gi| 219846489 


Sporomusa. 


partial sequence 
eridae; Actinomycetales; Corynebacterineae; 


partial sequence 


sequence 1535864 153737 
Actinomycetales; 


16786 
Pseudonocardineae; P 


Actinomycetales; 


inomycetales; 


Rubrobacterales; 


omonospori 


ref |NR_028975.1 


572888 


ref |NR_028697.1 


ref|NR_027577.1 


131309 


ref |NR_027229.1 


ref|NR_024966.1 


Pseudonoc 


ref|NR_025561.1 
61 1680145 Amycol 


ref |NR_025482.1 
1788037 178951 
Frankine 


ref|NR_025413.1 
1885917 188742 
Pseudonoca 


ref|NR_025220.1 
2155131 215660 
Rubrobact 


ref|NR_024753.1 


00 Actinoplanes 
neae; Micromonos 
ref|NR_026113.1 
partial sequenc 


Streptomycineae; 


Amycolatopsis 
438427 Amycolatopsis 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Corynebacterium 
574399 Corynebacterium 


Waddlia chondrophila 


972617 974173 Waddlia chondrophila Bacteria; 


Nonomuraea longicatena 


17 1107715 Nonomuraea longicatena 


Streptosporangiaceae; 


Aminobacterium 


1200061 1201579 Aminobacterium colombiense DSM 


Synergistaceae; Aminobacterium. 


Thermoanaerobacter 
4 1314606 


Saccharomonospora 


1416093 1417582 Saccharomonospora glauca 
Pseudonocardineae; Pseudonocardiaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Kibdelosporangium 
6 Kibdelosporangium 


Pseudonocardineae; 


Kibdelosporangium 
osporangium albatum 


Pseudonocardineae; Pseudonocardiaceae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Rubrobacter 
6 Rubrobacter 


erineae; 


Alicyclobacillus 
lobacillus herbarius 


Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Clostridium 
e 3581316 3582832 


ref|NR_026081.1 


Mycobacterium simiae 


3623734 3625217 Mycobacterium simiae Bacteria; 


thermocopriae Bac 


Thermoanaerobacte 
214698 Bacteria_16S 
condimenti strain 
Firmicu 
214698 Bacteria_16S 


Bacteria; 


strain AS2 16S ri 


Firmicutes; 


Bacteria; 


ferrireducens Bac 


Firmicutes; Bacil 


strain BAL-1 16S 


Chrysiogenetes; C 
214698 Bacteria_16S 
propionicum strai 
Firmicu 
214698 Bacteria_16S 


Bacteria; 


strain KB740 16S 
Proteobacteria; 


Firmicutes; 


strain C4D1M 16S 
Proteobacteria; B 
phenazinium strai 
Bacteria; Proteob 


strain P 1-22-1 1 
Proteobacteria; B 
2 
strain 717 16S ri 
Proteobacteria; B 
complex. 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


strain CDC F5101 
Proteobacteria; B 
strain MSB-8 16S 

Thermotogae; Ther 


strain KS 0043 16 
Proteobacteria; B 
2 
thermoamylovorans 
thermoamylovorans 


strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 


favisporus strain 
Bacteria; Firmicu 


214698 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


214698 Bacteria_16S 


214698 Bacteria_16S 
thermocopriae str 


Lacto 
214698 Bacteria_16S 
seropedicae strai 
Proteob 
214698 Bacteria_16S 
ferrireducens str 


214698 Bacteria_16S 
strain SL-4 16S r 


214698 Bacteria_16S 


B 
214698 Bacteria_16S 
1787 16S ribosoma 
Clost 
214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


acteria; Betaproteobacteria; Burkholde 
238884 238932 60 107 gi 


etaproteobacteria; Burkholderiales; Bu 
242017 242065 60 107 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


263081 263129 60 
ain P 1 16S ribosomal RNA, 
teria; Actinobacteria; 
Rubrobacter. 
290296 290344 60 107 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
305537 305581 64 107 gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
308667 308715 60 107 gi 
S ribosomal RNA, 
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3882208 3882285 33 107 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
ain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 

r. 

40669 40717 60 107 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
tes; Bacillales; Staphylococcus. 

52983 53031 60 107 gi|265679029|ref|NR_029337.1| Enterococcus asini 
bosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

65063 65111 60 107 gi|265679021|ref|NR_029329.1| Herbaspirillum 
n Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

93540 93576 60 96 gi|265679001|ref|NR_029309.1| Geovibrio 
ain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

101336 101384 60 107 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
ibosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
lales; Bacillaceae; Halobacillus. 

131848 131896 60 107 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
hrysiogenales; Chrysiogenaceae; Chrysiogenes. 

153026 153123 1 98 gi| 265678961 |ref|NR_029269.1| Clostridium 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

157762 157810 60 107 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

185128 185176 60 107 gi| 265678940 |ref|NR_029248.1| Clostridium nexile DSM 
1 RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

235666 235714 60 107 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

237302 237350 60 107 gi|265678904|ref|NR_029212.1| Burkholderia 
n A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
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bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
214698 Bacteria_16S 


468843 468891 60 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
498079 498127 60 
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complete sequence 
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Bacillus. 


214698 Bacteria_16S 1193926 1193974 60 107 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

214698 Bacteria_16S 1197042 1197078 60 96 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

214698 Bacteria_16S 1303913 1303961 60 107 gi|219846514|ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

214698 Bacteria_16S 1480044 1480092 60 107 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

214698 Bacteria_16S 1578011 1578059 60 107 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 1690765 1690813 60 107 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

214698 Bacteria_16S 1780516 1780616 1 98 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

214698 Bacteria_16S 1830794 1830842 60 107 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
214698 Bacteria_16S 1836847 1836895 60 107 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

214698 Bacteria_16S 1898177 1898225 60 107 gi|219878265|ref|NR_025404.1| Bordetella trematum 
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succinus Bacteria; 


gi 


gi 


Car 


938639 94015 


1080469 10819 


265678696 


265678569 
ence 71801 
illus. 
265678531 
quence 
nobacteria 
265678497 
sequence 
a; Burkhol 
265678471 


donocardin 
265678467 


anthomonad 
265678434 
ence 91544 
; Streptoc 
265678419 


e; Heliore 
265678365 


complet 


265678335 


265678322 


Firmicutes; 


acillaceae; 


ref|NR_029001.1 
ae; Ottowia. 
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Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 

Streptococcus 

ococcus intermedius 
ccus anginosus group. 
Heliorestis daurensis 
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2042490 204400 
nthomonadales; X 
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ref|NR_026099.2 


Comamonas 
7 Comamonas 
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71 Clostridium aldrichii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 2185413 2185461 60 107 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

214698 Bacteria_16S 2255216 2255264 60 107 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

214698 Bacteria_16S 2334250 2334294 64 107 gi| 219857507 |ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

214698 Bacteria_16S 2410056 2410100 64 107 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

214698 Bacteria_16S 2508469 2508517 60 107 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

214698 Bacteria_16S 2528072 2528172 1 98 gi| 219857359 |ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

214698 Bacteria_16S 2559563 2559611 60 107 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

214698 Bacteria_16S 2573326 2573374 60 107 gi|219857286|ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 2590278 2590326 60 107 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
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214698 Bacteria_16S 1849177 1849244 33 98 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

214698 Bacteria_16S 2077701 2077744 65 107 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

214698 Bacteria_16S 2079265 2079308 65 107 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

214698 Bacteria_16S 2080817 2080860 65 107 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

214698 Bacteria_16S 2082371 2082414 65 107 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

214698 Bacteria_16S 2565658 2565705 60 107 gi| 219857291 |ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
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214698 Bacteria_16S 24134 24172 60 98 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 24184 24222 60 98 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 424372 424410 60 98 gi|265678772|ref|NR_029077.1| Bacillus algicola 


strain F12 16S ribosomal RNA, partial sequence 422881 42442 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

214698 Bacteria_16S 639438 639476 60 98 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
214698 Bacteria_16S 665142 665180 60 98 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

214698 Bacteria_16S 943189 943227 60 98 gi| 265678417 |ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

214698 Bacteria_16S 944752 944790 60 98 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

214698 Bacteria_16S 946315 946353 60 98 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

214698 Bacteria_16S 947879 947917 60 98 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

214698 Bacteria_16S 949441 949479 60 98 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

214698 Bacteria_16S 951006 951044 60 98 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
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214698 Bacteria_16S 1316135 1316173 60 98 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

214698 Bacteria_16S 1425208 1425246 60 98 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

214698 Bacteria_16S 1466390 1466428 60 98 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 


strain U120 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
214698 Bacteria_16S 1481608 1481646 60 98 gi|219878371|ref|NR_025510.1]| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 


1464924 1466433 Azoarcus buckelii Bacteria; 


214698 Bacteria_16S 1492206 1492244 60 98 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 1614725 1614763 60 98 gi| 219878467 |ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
214698 Bacteria_16S 1640431 1640465 64 98 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
214698 Bacteria_16S 1689193 1689231 60 98 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
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14698 Bacteria_16S 


219878335 
219878320 
219878282 
219878277 
6S ribosomal RNA, partial sequence 1882756 18842 
219878257 
219878230 
6S ribosomal RNA, partial sequence 1946525 19480 


219878228 


219878212 


2047168 20487 


219857517 


219857516 


219857348 
219857347 
16S ribosomal RNA, partial sequence 2544276 25457 


219857290 


219857173 


NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025474.1 

1800219 1801737 Paenib 
bacillus. 
ref|NR_025459.1 
01 1824836 Haloba 


uence 


les; Pep 


osporang 


18233 
us. 


ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025416.1 


nce 
Burkhol 


poromusa. 
ref |NR_025396.1 
e 1908318 190981 
; Aerococcus. 


ref |NR_025369.1 


sequenc 
occaceae 


ligenaceae; Bordetella. 
ref |NR_025367.1 
1949601 195111 


cetales; Pseudon 


uence 
Actinomy 


ref|NR_025351.1 


07 Paenibacillus 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 
2319172 232071 


thomonadales; Xa 


ce 23175 
dales; X 


equence 
ria; Xan 


ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


equence 
Burkhold 


monadaceae; Acidovorax. 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024801.1 


2722161 2723688 Alicyc 


sequenc 
iales; V 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


35 Bacillus saliphilus Bacteria; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Paenibacillus 
acillus stellifer 


Halobacillus trueperi 
cillus trueperi 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Aerococcus 
6 Aerococcus 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Marinibacillus marinus 


ibosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
lales; Planococcaceae; Marinibacillus. 

2033126 2033164 60 98 gi|219878174|ref|NR_025313.1] Alicyclobacillus 
FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

2045527 2045565 60 98 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
16S ribosomal RNA, partial sequence 2044053 2045572 Luteimonas mephitis Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 

2048664 2048702 60 98 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 


borealis Bacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Alicyclobacillus 
lobacillus pomorum 


2 


huttiense strain 
Herbaspirillum. 

Firmicutes; 
2 


acillales; Bacil 


NMhMN Ww 


strain DSM 3670 1 


Firmicutes; Bacil 


214698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


Bacillales; 
14698 Bacteria_16S 
IFO15715 16S ribo 


14698 Bacteria_16S 
lavithermus stra 
lavithermus Bact 
14698 Bacteria_16S 


214698 Bacteria_16S 


2786691 2786729 60 98 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

2862634 2862672 60 98 gi| 219856883 |ref|NR_024702.1| Curvibacter 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

2868806 2868844 60 98 gi| 219856879 |ref|NR_024698.1| Herbaspirillum 
ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 

huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

2873538 2873576 60 98 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 

Bacillaceae; Bacillus. 

2879850 2879888 60 98 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
somal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
laceae; Bacillus. 

2999772 2999810 60 98 gi|219846924|ref|NR_026516.1| Anoxybacillus 
in DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

3001344 3001382 60 98 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
6S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
lales; Bacillaceae; Geobacillus. 

3002907 3002945 60 98 gi|219846922|ref|NR_026514.1| Brevibacillus 


thermoruber strai 
Bacteria; 


strain GraMall 16 
Proteobacteria; 


strain AX39 16S r 
Proteobacteria; B 


mechernichensis s 
mechernichensis B 


214698 Bacteria_16S 


strain ATCC 70062 


Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

214698 Bacteria_16S 3235717 3235755 60 98 gi|219846764|ref|NR_026356.1 
lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermo 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntr 
214698 Bacteria_16S 3323634 3323672 60 98 gi|219846704|ref|NR_026296.1 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 332367 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaer 
Incertae Sedis; Thermoanaerobacterium. 

214698 Bacteria_16S 3523387 3523425 60 98 gi| 219846561 |ref|NR_026153.1 


strain DSM 6984 1 
Proteobacteria; B 
2 
strain 743A 16S r 
Firmicutes; Clost 


214698 Bacteria_16S 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


214698 Bacteria_16S 


strain R18165 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
14698 Bacteria_16S 


2 
abactoclasticum s 
abactoclasticum B 
2 
F89 16S ribosomal 
Flavobacteria; Fl 


214698 Bacteria_16S 
R-9192 16S ribosomal RNA, partial sequ 
Flavobacteriale 


micromati strain 
Bacteria; Bactero 
2 
degerlachei strai 
degerlachei Bacte 


Firmicu 
214698 Bacteria_16S 


D 


14698 Bacteria_16S 


14698 Bacteria_16S 
n R-9106 16S ribosomal RNA, partial se 
Fla 


S ribosomal RNA, 


3060549 3060587 60 98 
ibosomal RNA, partial sequence 


gi 


3062090 3062128 60 98 gi 
acteria; Proteobacteria; 
3181045 3181083 60 98 gi 


8 16S ribosomal RNA, partial sequence 


3596690 3596728 60 98 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
4035421 4035455 64 98 gi 


gi 


Glycomyces. 
4238921 4238955 64 98 
ribosomal RNA, complete sequence 


gi 


299385 299429 2 47 


gi 
acteria; 
425942 425975 65 
RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
520987 521020 65 98 


98 gi 


gi 


idetes; Flavobacteria; 


522514 522547 65 98 gi 


ria; Bacteroidetes; Flavobacteria; 


2 
strain K 1/K2 16S 
Bacteroidetes; Sp 


14698 Bacteria_16S 


571386 571419 65 98 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 


gi 


etaproteobacteria; Rhodocyclales; Rhod 
214698 Bacteria_16S 
train TL1 16S ribosomal RNA, partial s 
Betaproteobac 


train 6-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Anae 


n BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevib 
tes; Bacillales; Paenibacillaceae; Brevibacillus. 
3052889 3052927 60 98 gi| 219846887 |ref|NR_026479.1 


complete sequence 3051418 30529 
eltaproteobacteria; Desulfuromonadales 
214698 Bacteria_16S 


’ 


219846882 


3059104 30605 
yclaceae 


oc 
219846881 
equence 
teria; 

219846801 


6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhod 
14698 Bacteria_16S 


oc 
219846511 


3595254 35967 
ostridiu 


cl 
219846200 
rt 
e; 


219846043 


4237444 42389 
nomycineae 


265678861 
equence 


265678771 


424476 425990 Formo 
For 


mosa. 
265678705 
ence 51954 
S; 
265678704 
quence 


265678672 


Pelobact 


Rho 


31795 


yclaceae 


ial sequ 
Actinomycet 


roplasmata 


Flavoba 


vobacteria 


erac 
ref 


eae; 
NR_026474.1 
; Thauera. 
ref|NR_026473.1 
3060645 306213 
docyclales; Rhod 
ref |NR_026393.1 
83 3181087 Fackla 


aes! 
ref 


auera. 
NR_026103.1 


m. 
ref 
ence 


NR_025790.1 
403395 
ales; Glycom 


ref|NR_025633.1 


; Actinomycetace 
ref |NR_029167.1 

298000 299445 
les; Anaeroplasm 
ref |NR_029076.1 
sa algae Bacteri 


ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 


acillus thermoruber 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Facklamia hominis 
mia hominis Bacteria; 


Thermosyntropha 
syntropha lipolytica 
opha. 
Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Glycomyces 
0 4035456 Glycomyces 
ycineae; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Anaeroplasma 
Anaeroplasma 
ataceae; Anaeroplasma. 
Formosa algae strain 
a; Bacteroidetes; 


Flavobacterium 
acterium micromati 
obacterium. 
Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 


ref |NR_028977.1 


Pedobacter africanus 


569932 571421 Pedobacter africanus Bacteria; 
Sphingobacteriaceae; Pedobacter. 


214698 Bacteria_16S 
mesophilus strain 
Bacteria; Bactero 
214698 Bacteria_16S 
aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 
214698 Bacteria_16S 
lusitanum strain 
Bacteria; Proteob 
214698 Bacteria_16S 
strain W1219 16S 
Firmicutes; Erysi 
214698 Bacteria_16S 
strain 14 16S rib 


14698 Bacteria_16S 
alophilum strain 
acteria; Actinob 
icrobacterium. 
14698 Bacteria_16S 
ariabilis strain 
acteria; Actinob 
soptericola. 
14698 Bacteria_16S 
aecium strain DS 
faecium Bacteria; 
Sphingobacterium. 
214698 Bacteria_16S 
strain DSM 1105 1 
Proteobacteria; B 
214698 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 
214698 Bacteria_16S 
strain 150 16S ri 
Firmicutes; Erysi 
214698 Bacteria_16S 
komossense strain 
Bacteria; Actinob 
Mycobacterium. 

214698 Bacteria_16S 
strain KMM 3637 1 


2 
h 
B 
M 
2 
Vv 
B 
I 
2 
f 


idetes; 


P6-12 16S ribosomal RNA, 
acteria; Betaproteobacteria; Burkholde 


602805 602838 65 98 
Flavobacteria; 


624081 624158 33 10 


739420 739468 60 10 


compl 


863564 863608 2 47 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


1103054 1103091 65 10 


osomal RNA, partial sequence 


1113755 1113788 65 98 


1227158 1227191 65 98 


1715288 1715321 65 98 
Sphingobacteri 


2437419 2437467 60 10 


3013402 3013435 65 98 


3031479 3031559 1 80 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


3617970 3618019 1 50 


4121425 4121458 65 98 


gi 


2SM29 16S ribosomal RNA, partial sequ 
Flavobacteriale 


7 gi 


n IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


7 gi 
ete sequ 


gi 


2 gi 


265678651 
ence 60134 
S; 
265678636 


Actinomyc 


265678555 
ence 73794 
riales; 
265678470 


862181 86365 


elotrichac 
265678308 


1101592 11031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


76 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; 


a; Sphin 


7 gi 


gi 


n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 


gi 


265678300 
e 11123 
ales; 


219878300 
ce 12257 
ales; 
219878398 
uence 


go. 


219857430 


6S ribosomal RNA, partial sequence 2436004 24374 
etaproteobacteria; Burkholderiales; Bu 


rk 
219846915 

uence 

Actinomyc 


219846903 


3030089 30315 


gi 


Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


214698 Bacteria_16S 
strain H168 16S r 
Firmicutes; Clost 
214698 Bacteria_16S 
strain YIM 70081 


ibosomal RNA, 
ridia; 


323764 323812 60 10 


complete sequenc 
Halanaerobiales; Halana 
360059 360147 1 87 


7 

e 

erobiace 
gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


214698 Bacteria_16S 
xylanilyticus str 
xylanilyticus Bac 
214698 Bacteria_16S 
strain R 16086 16 
Firmicutes; Bacil 
214698 Bacteria_16S 
koreensis strain 
Bacteria; Firmicutes; 
214698 Bacteria_16S 

xylanovorans stra 
xylanovorans Bacteria; 
214698 Bacteria_16S 

owensensis OL 16S 


ain XIL14 16S ribosomal RNA, 
teria; 


S ribosomal RNA, 
lales; 


376592 376628 60 96 
c 
Firmicutes; Bacillales; 


455312 455360 60 10 


Macrococcus. 


899926 899962 60 96 


Paenibacillac 
10 


Bacillales; 
910692 910740 60 


Firmicutes; 
1305502 1305550 60 


Clostridia; 
10 


ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; Thermoanaerob 
Sedis; Caldicellulosiruptor. 
214698 Bacteria_16S 1543555 1543598 65 10 


gi 
omplete 
Paeniba 


7 gi 


Y¥C300 16S ribosomal RNA, partial seque 


in HESP1 16S ribosomal RNA, partial se 


gi| 265678445 |ref|NR_028747.1 
nce 898427 899962 Paenib 
eae; Paenibacillus. 
7 gi| 265678438 |ref|NR_028740.1 
quence 909211 910743 
Clostridiales; Clostridiaceae; Clo 
7 gi|219846460|ref|NR_026051.1 
1304017 13055 
acterales; Thermoanaerobacterales 
7 gi|219857374|ref|NR_024962.1 


elotrichac 
219846494 
ce 36165 


ales; 


219846137 


6S ribosomal RNA, partial sequence 4119951 41214 


ococcineae 
265678845 


322285 32381 


ae; Haloth 
265678815 


16S ribosomal RNA, partial sequence 358665 36015 


ococcineae 
265678804 
sequence 
cillaceae; 
265678751 


complete sequence 453819 45536 


Flavoba 


ial sequen 


Ox 


ococcineae 


Micr 


Micr 


bacteria 


holderia 


Cory 


ref |NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref |NR_028941.1 
ce 622694 624168 
etales; Coryneba 


ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028773.1 


Bulleidia. 
NR_028610.1 


eae; 
ref 
; Microbacteriac 
ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


ref |NR_025439.1 
22 1227193 Isopte 
ococcineae; Prom 


ref |NR_025537.1 
1713828 171532 
les; Sphingobact 


ref |NR_025018.1 


ceae; Cupriavidu 
ref|NR_026507.1 

3011945 301344 
etales; Propioni 
ref |NR_026495.1 
eae. 
ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


ref|NR_025727.1 


, Br 
ref 


evibacteriac 
NR_029150.1 


ermothrix. 
ref|NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029109.1 

375101 376646 
Paenibacillus. 
ref|NR_029056.1 


Gelidibacter 
bacter mesophilus 
dibacter. 

Corynebacterium 

Corynebacterium 
cterineae; 


Herbaspirillum 

pirillum lusitanum 

Herbaspirillum. 
Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Microbacterium 

acterium halophilum 

obacteriaceae; 


Isoptericola 
ricola variabilis 
icromonosporaceae; 


Sphingobacterium 
1 Sphingobacterium 


eriaceae; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 

Marmoricola 
1 Marmoricola 
bacterineae; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Nesterenkonia lutea 
lutea Bacteria; 
Nesterenkonia. 
Paenibacillus 
Paenibacillus 


v 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Paenibacillus 
acillus koreensis 


Clostridium 

Clostridium 
stridium. 

Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


Actinokineospora 


diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 


diospyrosa Bacteria; 
Actinosynnemataceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinokineospora. 


strain ATCC 29178 
Firmicutes; 


strain DSM 5351 1 
Firmicutes; Bacil 


strain IndiB4 16S 


214698 Bacteria_16S 


Lacto 
214698 Bacteria_16S 


214698 Bacteria_16S 


2259832 2259880 60 107 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
3303948 3303996 60 107 gi 
6S ribosomal RNA, 

lales; Salinicoccus. 
3552488 3552576 1 86 
ribosomal RNA, partial sequence 


gi 


219857560 

22583 

occus. 
219846719 


complete sequence 3302462 33040 


219846542 


3551089 35526 


ref |NR_025148.1 
45 2259880 Strept 


Streptococcus iniae 
ococcus iniae Bacteria; 


ref|NR_026311.1| Salinicoccus roseus 
04 Salinicoccus roseus Bacteria; 


ref|NR_026134.1| Caloramator indicus 
03 Caloramator indicus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

214698 Bacteria_16S 3595151 3595199 60 107 gi| 219846512 |ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 28659 28702 65 107 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

214698 Bacteria_16S 203560 203603 65 107 gi| 265678928 |ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

214698 Bacteria_16S 592308 592339 65 96 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
214698 Bacteria_16S 2194522 2194565 65 107 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

214698 Bacteria_16S 3452042 3452085 65 107 gi|219846609|ref|NR_026201.1| Thermotoga elfii 
strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 3452089 Thermotoga elfii Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

214698 Bacteria_16S 3614969 3615007 60 98 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 

214698 Bacteria_16S 3880603 3880690 1 86 gi|219846309|ref|NR_025899.1| Caloramator fervidus 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


subsp. socranskii 
socranskii subsp. 


strain I-132 16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


S ribosomal RNA, 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Kine 


strain I-273 16S 


214698 Bacteria_16S 


1116755 1116837 1 80 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Kine 


radiopugnans ATCC 
19172 Bacteria; D 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 
2 
mediatlanticus st 
mediatlanticus Ba 
2 
halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


cinnamivorans str 
cinnamivorans Bac 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


CMN3 16S ribosoma 
Spirochaetales; S 


214698 Bacteria_16S 


strain CM-01 16S 
Actinobacteria; A 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


1260308 1260346 60 98 gi 
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15 Caloramator fervidus Bacteria; 


ridia; Clostridiales; Clostridiaceae; Caloramator. 

984680 984714 60 94 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1115229 11153111 80 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 

e; Kineosporiaceae; Kineosporia. 

ref|NR_028599.1| Kineosporia succinea 

39 Kineosporia succinea Bacteria; 

e; Kineosporiaceae; Kineosporia. 

ref|NR_026403.1| Deinococcus 

78 1260346 Deinococcus radiopugnans ATCC 

einococcaceae; Deinococcus. 

ref |NR_025279.1| Caldicellulosiruptor 
1323941 1325448 Caldicellulosiruptor 

erobacterales; Thermoanaerobacterales 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 

Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


ref|NR_025560.1 
1680196 168167 
es; Thermaceae; 
ref|NR_025422.1 
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ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 
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9 Papillibacter 
apillibacter. 
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6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Borrelia sinica strain 
ria; Spirochaetes; 


ref 
lia 
roup. 
ref|NR_024678.1| Mycetocola saprophilus 
91 Mycetocola saprophilus Bacteria; 

; Microbacteriaceae; Mycetocola. 


NR_024713.1 
sinica Bacte 


219856853 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


ref|NR_024672.1| Thermaerobacter 
2904128 2905615 Thermaerobacter 


marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


214698 Bacteria_16S 3147548 3147586 60 98 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

214698 Bacteria_16S 3167422 3167460 60 98 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
214698 Bacteria_16S 3168938 3168976 60 98 gi| 219846809 |ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
214698 Bacteria_16S 3170454 3170492 60 98 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
214698 Bacteria_16S 3171971 3172009 60 98 gi|219846807|ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

214698 Bacteria_16S 3361862 3361900 60 98 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

214698 Bacteria_16S 3453534 3453596 1 62 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

214698 Bacteria_16S 206717 206750 60 93 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
214698 Bacteria_16S 375000 375048 1 50 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

214698 Bacteria_16S 798099 798148 60 107 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

214698 Bacteria_16S 912204 912253 1 50 gi| 265678437 |ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
214698 Bacteria_16S 1091056 1091137 1 79 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

214698 Bacteria_16S 1367875 1367908 63 96 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 
strain E58 16S ribosomal RNA, complete sequence 1366379 1367926 Chlamydophila pecorum E58 Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

214698 Bacteria_16S 1437600 1437633 65 98 gi|224581430|ref|NR_027212.1| Oceanithermus 


profundus strain 506 16S ribosomal RNA, partial sequence 14361 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 
214698 Bacteria_16S 1541998 1542038 68 107 gi| 219857375 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Actinokineospora. 

214698 Bacteria_16S 1632823 1632922 2 96 gi| 219878455 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 16314 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
214698 Bacteria_16S 2397757 2397805 1 50 gi| 219857462 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
Anaerobranca. 

214698 Bacteria_16S 2818201 2818281 1 80 gi|219856912 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotric 
Coprobacillus. 

214698 Bacteria_16S 2983012 2983045 63 96 gi| 219846935 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chl 
214698 Bacteria_16S 3217542 3217578 62 98 gi| 219846776 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 32160 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
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ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 
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8 Thermoflavimicrobium 
imicrobium. 

Sporobacterium 
acterium olearium 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Borrelia coriaceae 
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16 Spiroplasma litorale Bacteria; 


4144567 414608 
Spiroplasmata 


Spiroplasma 
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214698 Bacteria_16S 4150715 4150763 60 107 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

214698 Bacteria_16S 4153709 4153757 60 107 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

214698 Bacteria_16S 4155274 4155322 60 107 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

214698 Bacteria_16S 4156840 4156888 60 107 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

214698 Bacteria_16S 4159971 4160019 60 107 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

214698 Bacteria_16S 4161537 4161585 60 107 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
214698 Bacteria_16S 133445 133488 65 107 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

214698 Bacteria_16S 151528 151559 64 95 gi| 265678962 |ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 932353 932384 60 91 gi| 265678424 |ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 1416005 1416032 59 86 gi|224581448|ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

214698 Bacteria_16S 2071565 2071647 1 82 gi| 219878143 |ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

214698 Bacteria_16S 2290393 2290435 3 46 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

214698 Bacteria_16S 2331164 2331203 60 98 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

214698 Bacteria_16S 3605942 3605969 65 92 gi|219846503|ref|NR_026095.1| Capnocytophaga 
sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 3604483 3605971 Capnocytophaga 
sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Capnocytophaga. 

214698 Bacteria_16S 3714788 3714851 1 62 gi|219846427|ref|NR_026018.1| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

214698 Bacteria_16S 3731207 3731270 1 62 gi|219846414|ref|NR_026005.1| Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 

214698 Bacteria_16S 11806 11832 60 86 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

214698 Bacteria_16S 17975 18001 60 86 gi| 265679052 |ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

214698 Bacteria_16S 45269 45295 60 86 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

214698 Bacteria_16S 51376 51402 60 86 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
214698 Bacteria_16S 68099 68125 60 86 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

214698 Bacteria_16S 95158 95184 60 86 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


214698 Bacteria_16S 113534 113560 60 86 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

214698 Bacteria_16S 115133 115159 60 86 gi| 265678986 |ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

214698 Bacteria_16S 118233 118266 64 98 gi| 265678984 |ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

214698 Bacteria_16S 121219 121273 33 85 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
214698 Bacteria_16S 125813 125839 60 86 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

214698 Bacteria_16S 130315 130341 65 91 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
strain ES2772 16S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

214698 Bacteria_16S 154638 154664 60 86 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

214698 Bacteria_16S 165381 165407 60 86 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

214698 Bacteria_16S 166944 166970 60 86 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 182020 182046 60 86 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 183559 183585 60 86 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 188245 188271 60 86 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 198834 198860 60 86 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 200467 200493 60 86 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

214698 Bacteria_16S 208251 208277 60 86 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 209806 209832 60 86 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 211357 211383 60 86 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 212915 212941 60 86 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 226524 226574 1 50 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
214698 Bacteria_16S 232616 232654 60 98 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

214698 Bacteria_16S 234131 234157 60 86 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

214698 Bacteria_16S 251223 251249 60 86 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

214698 Bacteria_16S 272153 272179 60 86 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
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214698 Bacteria_16S 1282708 1282746 60 98 gi| 219846087 |ref|NR_025677.1| Entomoplasma somnilux 
strain PYAN-1 16S ribosomal RNA, partial sequence 1281261 1282749 Entomoplasma somnilux Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 


214698 Bacteria_16S 1288954 1288980 60 86 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

214698 Bacteria_16S 1293370 1293396 60 86 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 


214698 Bacteria_16S 1340583 1340609 60 86 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

214698 Bacteria_16S 1354364 1354390 60 86 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

214698 Bacteria_16S 1357433 1357459 60 86 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 1366283 1366309 60 86 gi|228719040|ref|NR_027578.1| Nitrobacter 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

214698 Bacteria_16S 1391941 1391967 60 86 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
214698 Bacteria_16S 1397998 1398024 60 86 gi|228715764|ref|NR_027539.1| Methylobacterium 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 


214698 Bacteria_16S 1401007 1401033 60 86 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

214698 Bacteria_16S 1408437 1408463 60 86 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

214698 Bacteria_16S 1439151 1439177 60 86 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

214698 Bacteria_16S 1445286 1445312 60 86 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 
214698 Bacteria_16S 1446843 1446869 60 86 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
roteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

14698 Bacteria_16S 1463331 1463357 60 86 gi|224581411|ref|NR_027192.1| Marinobacter 

ryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
acteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

14698 Bacteria_16S 1470940 1470966 60 86 gi|224581406|ref|NR_027187.1| Psychrobacter 
acificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
acificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

sychrobacter. 
14698 Bacteria_16S 1478470 1478496 60 86 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
214698 Bacteria_16S 1484617 1484643 60 86 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 
214698 Bacteria_16S 1486126 1486152 60 86 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 
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214698 Bacteria_16S 1487639 1487665 60 86 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
214698 Bacteria_16S 1510172 1510198 60 86 gi|219846290|ref|NR_025880.1| Lactobacillus 


paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
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214698 Bacteria_16S 2019722 2019748 60 86 gi| 219878183 |ref|NR_025322.1| Maricaulis salignorans 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

214698 Bacteria_16S 2021194 2021220 60 86 gi|219878182|ref|NR_025321.1| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 

214698 Bacteria_16S 2022683 2022709 60 86 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

214698 Bacteria_16S 2024172 2024198 60 86 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

214698 Bacteria_16S 2076168 2076194 60 86 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

214698 Bacteria_16S 2085421 2085447 60 86 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

214698 Bacteria_16S 2086971 2086997 60 86 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

214698 Bacteria_16S 2108186 2108212 60 86 gi|219878115|ref|NR_025254.1| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

214698 Bacteria_16S 2114239 2114265 60 86 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

214698 Bacteria_16S 2118846 2118872 60 86 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

214698 Bacteria_16S 2153570 2153596 60 86 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

214698 Bacteria_16S 2155050 2155076 60 86 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

214698 Bacteria_16S 2159564 2159590 60 86 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

214698 Bacteria_16S 2164115 2164141 60 86 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

214698 Bacteria_16S 2176367 2176393 60 86 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

214698 Bacteria_16S 2197587 2197613 60 86 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

214698 Bacteria_16S 2220253 2220279 60 86 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

214698 Bacteria_16S 2235411 2235437 60 86 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

214698 Bacteria_16S 2264528 2264554 60 86 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO4 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

214698 Bacteria_16S 2297903 2297929 60 86 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

214698 Bacteria_16S 2303884 2303910 60 86 gi|219857528|ref|NR_025116.1| Marinobacter 


lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


214698 Bacteria_16S 2322211 2322237 60 86 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 
strain CFML 97-391 16S ribosomal RNA, partial sequence 2320764 2322265 Pseudomonas brenneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

214698 Bacteria_16S 2323763 2323789 60 86 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
strain CFML 97-514 16S ribosomal RNA, partial sequence 2322316 2323816 Pseudomonas grimontii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

214698 Bacteria_16S 2338611 2338649 60 98 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

214698 Bacteria_16S 2341668 2341694 60 86 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

214698 Bacteria_16S 2391799 2391825 60 86 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

214698 Bacteria_16S 2405450 2405476 60 86 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

214698 Bacteria_16S 2406964 2406990 60 86 gi| 219857456 |ref|NR_025044.1]| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

214698 Bacteria_16S 2419384 2419410 60 86 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

214698 Bacteria_16S 2420939 2420965 60 86 gi|219857446|ref|NR_025034.1| Leuconostoc kimchii 
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bacteria; Gammaproteobacteria; Pseudomo 
16S 2859573 2859599 60 86 gi 
8 16S ribosomal RNA, partial sequence 
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214698 Bacteria_16S 
immobile strain E 16S ribosomal RNA, partial sequence 
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219846869 


ce 30784 
lales; D 
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ref |NR_024631.1 
22 Sphingopyxis 
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214698 Bacteria_16S 3555613 3555639 60 86 gi|219846540|ref|NR_026132.1 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 355566 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Gluconacetobacter. 

214698 Bacteria_16S 3570738 3570764 60 86 gi|219846529|ref|NR_026121.1 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 357079 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
Acetobacter subgen. Acetobacter. 

214698 Bacteria_16S 3575284 3575310 60 86 gi|219846526|ref|NR_026118.1 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconob 
214698 Bacteria_16S 3584329 3584355 60 86 gi|219846520|ref|NR_026112.1 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 358438 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
214698 Bacteria_16S 3589013 3589039 60 86 gi| 219846517 |ref|NR_026109.1 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
214698 Bacteria_16S 3592094 3592120 60 86 gi| 219846515 |ref|NR_026107.1 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 359214 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Acetobacter. 

214698 Bacteria_16S 3604399 3604425 60 86 gi|219846504|ref|NR_026096.1 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 
Sinorhizobium. 

214698 Bacteria_16S 3628267 3628293 60 86 gi| 219846487 |ref|NR_026079.1 
strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisse 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisse 
214698 Bacteria_16S 3629856 3629882 60 86 gi| 219846486 |ref|NR_026078.1 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudo: 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
214698 Bacteria_16S 3657300 3657326 60 86 gi| 219846467 |ref|NR_026059.1 
strain H152 16S ribosomal RNA, partial sequence 3655877 36573 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
214698 Bacteria_16S 3684724 3684750 60 86 gi| 219846448 |ref|NR_026039.1 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
214698 Bacteria_16S 3711878 3711904 60 86 gi|219846429|ref|NR_026020.1 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostr 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 3720848 3720874 60 86 gi|219846422|ref|NR_026013.1 
strain 2585 16S ribosomal RNA, complete sequence 3719395 37209 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

214698 Bacteria_16S 3782031 3782057 60 86 gi|219846376|ref|NR_025967.1 
strain RB 16S ribosomal RNA, partial sequence 3780594 37820 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

214698 Bacteria_16S 3810653 3810679 60 86 gi| 219846356 |ref|NR_025947.1 
strain B62 16S ribosomal RNA, complete sequence 3809177 38107 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
214698 Bacteria_16S 3836500 3836526 60 86 gi|219846338|ref|NR_025928.1 
strain C-1 16S ribosomal RNA, partial sequence 3835060 38365 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
214698 Bacteria_16S 3838030 3838056 60 86 gi| 219846337 |ref|NR_025927.1 
strain 62 16S ribosomal RNA, partial sequence 3836584 38380 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
214698 Bacteria_16S 3851649 3851679 64 94 gi|219846328|ref|NR_025918.1 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 385021 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Rumino 
Ruminococcaceae. 

214698 Bacteria_16S 3876052 3876078 60 86 gi|219846312|ref|NR_025902.1 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 

Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
214698 Bacteria_16S 3886921 3886947 60 86 gi|219846305|ref|NR_025895.1 
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Novosphingobium 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
214698 Bacteria_16S 3906865 3906891 60 86 gi|219846291 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseu 
Pseudomonas. 

214698 Bacteria_16S 3966750 3966776 60 86 gi| 219846248 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingo: 
Novosphingobium. 

214698 Bacteria_16S 3968264 3968290 60 86 gi| 219846247 
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strain gal 1261 
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Porphyrobacter. 


Sphingopyxis. 


strain SW-154 16 


Proteobacteria; Gammaproteobacteria; Kangiella. 

214698 Bacteria_16S 4020091 4020117 60 86 gi|219846210|ref|NR_025800.1 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 402012 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

214698 Bacteria_16S 4021636 4021662 60 86 gi|219846209|ref|NR_025799.1 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 402167 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

214698 Bacteria_16S 4023180 4023206 60 86 gi|219846208|ref|NR_025798.1 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 402321 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Psychrobacter. 

214698 Bacteria_16S 4036914 4036940 60 86 gi|219846199|ref|NR_025789.1 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 
214698 Bacteria_16S 4101689 4101715 60 86 gi|219846152|ref|NR_025742.1 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitin 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitin 
214698 Bacteria_16S 4119855 4119893 60 98 gi|219846138|ref|NR_025728.1 
strain YJS 16S ribosomal RNA, partial sequence 4118405 41199 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
214698 Bacteria_16S 4167553 4167579 60 86 gi|219846102|ref|NR_025692.1 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 416759 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodoba 
Sulfitobacter. 

214698 Bacteria_16S 4169035 4169061 60 86 gi|219846101|ref|NR_025691.1 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 
214698 Bacteria_16S 4170611 4170637 60 86 gi|219846100|ref|NR_025690.1 
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Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


214698 Bacteria_16S 4173719 4173745 60 86 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

214698 Bacteria_16S 4190517 4190543 60 86 gi| 219846083 |ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

214698 Bacteria_16S 54533 54581 1 50 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
214698 Bacteria_16S 55962 56010 2 47 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

214698 Bacteria_16S 228031 228080 1 50 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

214698 Bacteria_16S 284304 284329 60 85 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

214698 Bacteria_16S 349794 349843 1 50 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

214698 Bacteria_16S 393544 393569 60 85 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

214698 Bacteria_16S 402641 402690 1 50 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

214698 Bacteria_16S 494988 495052 1 62 gi| 265678722 |ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

214698 Bacteria_16S 496493 496557 1 62 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
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214698 Bacteria_16S 139451 139502 1 50 gi| 265678970 
strain ST26 16S ribosomal RNA, partial sequence 138055 13953 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
214698 Bacteria_16S 140980 141031 1 50 gi| 265678969 
strain ST50 16S ribosomal RNA, partial sequence 139582 14105 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
214698 Bacteria_16S 159312 159336 65 89 gi| 265678957 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Microbacteriaceae; Microbacterium. 

214698 Bacteria_16S 198886 198910 62 86 gi| 265678931 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Cl 
214698 Bacteria_16S 229537 229588 1 50 gi| 265678910 
strain 47001 16S ribosomal RNA, partial sequence 228138 22959 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
214698 Bacteria_16S 231045 231096 1 50 gi| 265678909 
strain 358 16S ribosomal RNA, partial sequence 229646 23110 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
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eria; Thermodesulfobacteria; Thermodes 
erium. 

906033 906116 1 80 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
r. 

1053452 1053503 1 


50 gi 


ococcineae 
219846595 
sequence 

Actinomyc 


219846048 
S ribosoma 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678769 
sequence 
Actinomy 


, 


265678508 
ce 80584 
ulfobacter 


265678441 
ence 90455 
aerobacter 


265678342 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


1420589 1420613 62 86 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1504104 1504128 60 84 


gi 


gi 


nebacterin 
224581445 


1419106 14206 


219846475 


16S ribosomal RNA, partial sequence 1502684 15041 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


214698 Bacteria_16S 


1561409 1561460 1 50 


biaceae; R 
219846147 


gi 


ref|NR_026357.1 
3232707 323424 
ae; Parachlamydi 
ref |NR_026287.1 

3334351 333579 
cetales; Micromo 


Parachlamydia 
7 Parachlamydia 
a. 

Actinoplanes 
4 Actinoplanes 
nosporineae; 


ref|NR_026198.1 
68 Arthrobacter agilis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026189.1] Arthrobacter 

ence 3467352 3468823 Arthrobacter 
nomycetales; Micrococcineae; 


Arthrobacter agilis 


, 


, 


ref|NR_026188.1| Arthrobacter citreus 
48 Arthrobacter citreus Bacteria; 
+ Micrococcaceae; Arthrobacter. 
ref|NR_026187.1] Arthrobacter 

3470399 3471862 Arthrobacter 


etales; Micrococcineae; Micrococcaceae; 


’ 


Desulfotomaculum 
equence 4229850 4231400 


ref 
1 RN 


NR_025638.1 
A, partial s 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


ref|NR_029278.1| Sanguibacter suarezii 
1 Sanguibacter suarezii Bacteria; 
; Sanguibacteraceae; Sanguibacter. 
ref|NR_029277.1| Sanguibacter inulinus 
8 Sanguibacter inulinus Bacteria; 
; Sanguibacteraceae; Sanguibacter. 
ref|NR_029265.1| Microbacterium 

157869 159336 Microbacterium 


etales; Micrococcineae; 


Clostridium 
Clostridium 
ostridium. 
Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 
Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Acholeplasma palmae 
palmae Bacteria; 


ref |NR_029239.1 
197405 198934 
ostridiaceae; Cl 
ref|NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
eae; Mycobacteri 
ref |NR_029152.1 
0 Acholeplasma 
eplasma. 
ref|NR_029074.1 
427586 429077 
cetales; Coryneb 


Corynebacterium 
Corynebacterium 
acterineae; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref|NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


, 


ref|NR_028644.1| Nocardia asiatica 
15 Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_027227.1| Bacillus infernus 
13 Bacillus infernus Bacteria; 


ref|NR_026067.1| Rhizobium tropici 
57 Rhizobium tropici Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 


canariasense strain 502329 16S ribosomal RNA, partial sequence 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


ref |NR_025737.1| Mycobacterium 
1560055 1561487 Mycobacterium 


214698 Bacteria_16S 1591810 1591882 38 107 gi 
tubercidicus strain DSM 40261 16S ribosomal RNA, partia 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 
214698 Bacteria_16S 1730445 1730496 1 
strain DSM 44515 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
14698 Bacteria_16S 1800109 1800160 1 50 gi 
andavensis strain R 5812 16S ribosomal RNA, partial se 
andavensis Bacteria; Actinobacteria; Actinobacteridae; 
rthrobacter. 
214698 Bacteria_16S 2132414 2132465 1 50 gi 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial 
tokaiense Bacteri 
Mycobacteriaceae; Mycobacterium. 

214698 Bacteria_16S 2162522 2162573 1 50 
strain F829 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 2233820 2233903 1 80 gi 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 2438892 2438943 1 50 gi 
strain AS4.1521 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 2678572 2678623 1 50 gi 
strain MS1-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 3076891 3076915 60 84 gi 
strain ORS 992 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
214698 Bacteria_16S 3307072 3307096 60 84 gi 
strain DSM 4864 1 
Firmicutes; Lactobacillales; 
214698 Bacteria_16S 


50 gi 


2 
g 
g 
A 


gi 


Lactobacillaceae; Lactobac 
3500622 3500670 60 107 gi 


a; Actinobacteria; Actinobacteridae; Act 


219878484 
1 sequence 
; Actinomy 


219878388 


16S ribosomal RNA, partial sequence 1729064 17305 


nebacterin 
219878336 

quence 

Actinomyc 


219857647 
sequence 
inomycet 


219857627 


2161153 21625 


nebacterin 
219857577 

22324 

nebacterin 
219857429 


6S ribosomal RNA, partial sequence 2437523 24389 


nebacterin 
219857204 


2677198 26786 


nebacterin 
219846871 


3075492 30769 


biaceae; R 
219846717 


6S ribosomal RNA, partial sequence 3305595 33071 


illus. 
219846576 


strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 35006 


Cetoba 
gi 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
214698 Bacteria_16S 3616460 36165111 50 
strain 1066 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 3687798 3687830 60 92 gi 
strain GIH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
214698 Bacteria_16S 3689315 3689347 60 92 gi 
strain VIS 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
214698 Bacteria_16S 3775895 3775927 60 92 gi 
putrefaciens strain KS-1 16S ribosomal RNA, partial seq 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycopla 
214698 Bacteria_16S 4075971 4076022 1 50 gi 
strain AS 4.1860 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 4080695 4080743 60 107 gi 
strain BC-3 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasma 
214698 Bacteria_16S 4147595 4147643 60 107 gi 
lampyridicola strain PUP-1 16S ribosomal RNA, partial s 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomo 
214698 Bacteria_16S 4149160 4149208 60 107 gi 
strain M55 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasma 
214698 Bacteria_16S 82957 82980 60 83 gi 
antarctica strain NF3 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas 
214698 Bacteria_16S 93485 93508 6 
ferrireducens strain PAL-1 16S ribosomal RNA, 
ferrireducens Bacteria; Deferribacteres; Deferribactera 
214698 Bacteria_16S 382719 382742 60 83 gi 
lavamentivorans strain DS-1 16S ribosomal RNA, partial 


29 gi 
complete 


Parvibaculum. 


16S ribosomal RNA, partial sequence 4074613 40 


4079234 40 


cterium. 
219846495 


3615060 36165 


nebacterin 
219846446 


3686364 36878 


219846445 


3687881 36893 


219846380 
uence 

smataceae; 
219846169 
760 
nebacterin 
219846166 
807 
taceae; Sp 
219846116 
equence 
plasmatale 
219846115 


4147699 41492 


taceae; Sp 
265679009 
ce 81499 
nadales; P 


265679001 
sequence 
les; Defer 
265678800 
sequence 


ref 


ref 


eae; 
ref 


etal 


ref 


is} 


ales 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


hizo 
ref 


ref 


ref 
eae; 
ref 


ref 


ref 


Myc 
ref 


eae; 


ref 


ref 

4 
s; S 
ref 


irop 
ref 


seud 
ref 


riba 


1590391 159188 
ceta 


19 Mycobacterium 


1798724 18001 


131039 21324 


22 2233905 Gordo 


06 Lactobacillus 


73 Cetobacterium 


15 Mycobacterium 


3774462 37759 


146134 41476 


83011 


92051 


NR_025623.1 


les; Strepto: 


NR_025527.1 


Mycobacteri 
NR_025475.1 
6 
es; Micrococ 
NR_025236.1 
8 
t 


; Corynebac 


NR_025216.1 


Nocardiacea 
NR_025165.1 
n 

Gordoniacea 
NR_025017.1 


Nocardiacea 
NR_024832.1 


Nocardiacea 
NR_026463.1 


bium/Agrobac 
NR_026309.1 


NR_026168.1 


NR_026087.1 


Mycobacteri 
NR_026037.1 


NR_026036.1 


NR_025971.1 
2 
oplasma. 
NR_025759.1 


Nocardiacea 
NR_025756.1 


lasma. 
NR_025706.1 
4 
piroplasmata 
NR_025705.1 


lasma. 
NR_029317.1 
Pseudo 
oalteromonad 


NR_029309.1 
93594 
cteraceae; G 


ref 


Streptomyces 
8 Streptomyces 
mycineae; 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Mycobacterium 
9 Mycobacterium 


erineae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 

Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Lactobacillus oris 
oris Bacteria; 
Cetobacterium ceti 
ceti Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 
irop 


Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Geovibrio 
Geovibrio 
eovibrio. 


NR_029105.1 


Parvibaculum 


381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


strain TF-27 16S 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
214698 Bacteria_16S 461243 461322 1 77 gi| 265678744 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Pseudonocardiaceae; Amycolatopsis. 

214698 Bacteria_16S 470283 470346 1 62 gi| 265678738 


strain A10 16S r 


214698 Bacteria_ 


16S 435253 435276 60 83 
ribosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 


433793 43528 


468944 47039 


265678765 


ref|NR_029070.1 
eae; Shewanella. 
ref|NR_029049.1 

459859 461323 
cetales; Pseudon 


ref|NR_029043.1 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


Actinomadura latina 


5 Actinomadura latina Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

214698 Bacteria_16S 548410 548433 60 83 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 
mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

214698 Bacteria_16S 616690 616713 60 83 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

214698 Bacteria_16S 645667 645690 60 83 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

214698 Bacteria_16S 764298 764321 60 83 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

214698 Bacteria_16S 771953 771976 60 83 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 


strain Uedal07 1 
Proteobacteria; 
2 
strain M39 16S r 
Proteobacteria; 


singaporensis st 
singaporensis Ba 
Desulforhopalus. 


elyakovii strain 
elyakovii Bacter 
Pseudoalteromona 
2 
subsp. vallismor 
subsp. vallismor 
Salinivibrio. 


strain ATCC 3343 
Proteobacteria; 


strain OK-1 16S 
Proteobacteria; 


strain R-4079 16 
Proteobacteria; 


strain R-4069 16 
Proteobacteria; 


DSM 9799 16S rib 
Proteobacteria; 
2 
denitrificans st 
denitrificans OS 
Shewanella. 

2 
strain B-10-31 1 
Proteobacteria; 


2 
CAIM 629 16S rib 
Gammaproteobacte 
2 
strain 75-80 16S 
Proteobacteria; 


214698 Bacteria_ 


14698 Bacteria_ 


214698 Bacteria_ 


214698 Bacteria_ 


14698 Bacteria_ 


214698 Bacteria_ 


214698 Bacteria_ 


214698 Bacteria_ 


214698 Bacteria_ 


214698 Bacteria_ 


14698 Bacteria_ 


14698 Bacteria_ 


14698 Bacteria_ 


14698 Bacteria_ 


6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 788918 788941 60 83 gi 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pis 
16S 907630 907653 60 83 gi 
rain S'pore Tl 16S ribosomal RNA, parti 
cteria; Proteobacteria; Deltaproteobact 


16S 938551 938574 60 83 gi 
KMM 162 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteria 
s 
16S 
t 


t 


966426 966449 60 83 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 
16S 1004787 1004810 60 83 gi 
3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 1010799 1010822 60 83 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
16S 1228686 1228709 60 83 

S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 1230222 1230245 60 83 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 1343745 1343768 60 83 gi 


Ss 
gi 


fo) 
Gammaproteobacteria; Alteromonadales; F 
16S 1386095 1386118 60 83 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


r 
2 
16S 1412998 1413021 60 83 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; P 
16S 1658796 1658819 60 83 gi 


gi 


fo) 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 1660350 1660373 60 83 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
16S 1692302 1692325 60 83 gi 


770475 77198 


787469 78896 


1009316 10108 


1227244 12287 


1228770 12302 


somal RNA, partial sequence 1342254 1343799 Ferri: 


1411537 14130 


somal RNA, partial sequence 1657325 1658829 Vibri 


1658880 16603 


seudomonad 
265678520 


ciricketts 
265678440 
al sequenc 
eria; Desu 


265678420 
uence 
Alteromo 


v 


265678401 
1 sequence 
eobacteria 


265678375 
10033 
Enterobac 

265678371 


hewanellac 
219878281 


seudomonad 
219878280 


seudomonad 
228721107 


errimonada 
228716834 
equence 
eobacteria 
224581450 
seudoalter 
219878436 
219878435 


onaceae; G 


aceae; Cellvibri 
ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref |NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028722.1 
937095 938588 
nadales; Pseudoa 


ref |NR_028703.1 
964933 966480 
Vibrionales; V 


v 


ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref |NR_028673.1 


Shewanella. 
NR_025420.1 


eae; 
ref 


acea 
ref 


e; Cellvibri 
NR_025419.1 


acea 
ref 
mona 


e; Cellvibri 
NR_027602.1 
s balearica 
ceae; Ferrimonas 
ref|NR_027556.1 
1384632 138613 
Alteromonadale 


, 


ref|NR_027234.1 
omon 
ref 
o fo 


adaceae; Alg 
NR_025575.1 
rtis Bacteri 
ref|NR_025574.1 


rimontia. 


219878413 


ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 


ref|NR_025552.1 
1690867 169233 


3 Cellvibrio japonicus Bacteria; 


oO. 
Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Desulforhopalus 
Desulforhopalus 

esulfobulbaceae; 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Shewanella algae 


53 Shewanella algae Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 

Ferrimonas balearica 

DSM 9799 Bacteria; 
Shewanella 

1 Shewanella 

s; Shewanellaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Cellvibrio 
5 Cellvibrio 


ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Cellvibrio. 


seudoalteromonas 


NUM M9NAAN 


strain KMM 1376 1 


Proteobacteria; G 
214698 Bacteria_16S 
LMG 19999 16S rib 
Proteobacteria; G 
214698 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 
214698 Bacteria_16S 
train NF22 16S ribosomal RNA, partial 
Proteobacteria; 


livingstonensis s 


livingstonensis B 


Shewanella. 


14698 Bacteria_16S 
AIM 578 16S ribo 
ammaproteobacter 
14698 Bacteria_16S 
garivorans strai 
garivorans Bacte 


ria; 


14698 Bacteria_16S 


214698 Bacteria_16S 


strain 2693 16S r 


annaschiana stra 
annaschiana Bact 


NuU-U. Dd 


strain 63 16S rib 


P 
2 
elongatus strain 
elongatus Bacteri 
Microbulbifer. 

2 


strain KMM 3582 1 
ssachenkonii str 
ssachenkonii Bac 


seudoalteromonas 


lavipulchra stra 
lavipulchra Bact 


N tO MhMhN Oh BN 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


roteobacteria; G 
14698 Bacteria_16S 
in ATCC 33883 16S ribosomal RNA, partial sequenc 
eria; Proteobacteria; Alphaproteobacteria; 
14698 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellac 
14698 Bacteria_16S 


roteobacteria; G 


roteobacteria; G 
14698 Bacteria_16S 
ain KMM 3549 16S ribosomal RNA, partial 
teria; 


seudoalteromonas. 
14698 Bacteria_16S 
ain AML-D4 16S ribosomal RNA, partial 
teria; 


Proteobacteria; 


acteria; 


1700069 1700092 60 


1754919 1754942 60 


1756479 1756502 60 


1794083 1794106 60 


1797122 1797145 60 


1847679 1847702 60 


1931276 1931299 60 


2013831 2013854 63 


2092969 2092992 60 


2117354 2117377 60 


83 


83 


83 


83 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


83 


83 


83 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Moritellace 


86 


83 


83 


gi|219878408 


somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


gi|219878370 


n KMM 255 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi| 219878369 


6S ribosomal RNA, partial sequence 1755010 17565 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; 


gi|219878340 
1792623 17941 


gi| 219878338 


16S ribosomal RNA, partial sequence 1795652 17971 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


219878304 
sequence 


gi 


Gammaproteobacteria; Al 


gi| 219878241 
1929813 19313 


gi|219878187 
Rhodo 
gi|219878128 
2091488 20930 


gi|219857657 


DSM 6810 16S ribosomal RNA, partial sequence 


14698 Bacteria_16S 


14698 Bacteria_16S 
in NCIMB2033 16S ribosomal RNA, partial 


eria; 


214698 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


214698 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


214698 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


214698 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


eae; 


214698 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 


stanieri Bacteria 
Marinobacterium. 


214698 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


214698 Bacteria_16S 
antarctica strain star-1 16S ribosomal RNA, partial sequence 


1 Bacteria; 


2190018 2190041 60 


2273720 2273743 60 
Proteobacteria; 
2291915 2291938 60 
Proteobacteria; 
2413163 2413186 60 
Proteobacteria; 


2414727 2414750 60 


2440468 2440491 60 
Proteobacteria; 


2587171 2587194 60 


in MMB1 16S ribosomal RNA, 
Proteobacteria; 


2819712 2819775 1 


2867258 2867281 60 


2893469 2893492 60 


3117594 3117617 60 


a; Proteobacteria; Gammaproteobacteria; 


83 


83 


Alteromo 


gi| 219857606 


6S ribosomal RNA, partial sequence 2188558 21900 
ammaproteobacteria; Alteromonadales; Shewanellac 


219857551 
sequence 


gi 


Gammaproteobacteria; Alte 


83 


Gammaproteobacteria; 


83 


219857538 
sequence 
Alter 


gi 


219857452 
sequence 


gi 


Gammaproteobacteria; Meth 


83 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 


83 


ain Z-0021 16S ribosomal RNA, 
teria; 


gi|219857451 
2413261 24147 


gi|219857428 


complete sequence 


Gammaproteobacteria; Meth 


83 


62 


ain JCM 3167 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Planomonospora. 


83 


; Proteobacteria; Gammaproteobacteria; 


83 


bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 


83 


gi| 219857277 


complete sequence 
Gammaproteobacteria; 


219856911 
sequence 
Actinom 


gi 
gi| 219856880 
Alteromon 


gi| 219856861 
2892009 28935 


Alteromonadales; 


ref|NR_025547.1| Vibrio pomeroyi strain 
© pomeroyi Bacteria; Proteobacteria; 


ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
Halomonas. 
ref|NR_025479.1| Vibrio pacinii strain 
16 Vibrio pacinii Bacteria; 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 


ref|NR_025443.1] Shewanella 
1846218 1847712 Shewanella 
teromonadales; Shewanellaceae; 


ref|NR_025380.1| Moritella abyssi 
09 Moritella abyssi Bacteria; 

ae; Moritella. 
ref|NR_025326.1| Hyphomonas 
e 2012455 2013864 Hyphomonas 


bacterales; Hyphomonadaceae; Hyphomonas. 


ref|NR_025267.1| Shewanella baltica 
18 Shewanella baltica Bacteria; 

eae; Shewanella. 

ref|NR_025246.1| Microbulbifer 


2115900 2117390 Microbulbifer 
nadales; Alteromonadaceae; 


ref|NR_025195.1| Shewanella fidelis 
57 Shewanella fidelis Bacteria; 

eae; Shewanella. 
ref|NR_025139.1| Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_025126.1| Pseudoalteromonas 
2290487 2291969 Pseudoalteromonas 
omonadales; Pseudoalteromonadaceae; 


ref|NR_025040.1| Methylosarcina 
2411699 2413210 Methylosarcina 
ylococcales; Methylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 
ref|NR_025016.1] Methylobacter 

2438995 2440521 Methylobacter 
ylococcales; Methylococcaceae; 


ref|NR_024908.1| Marinomonas 
2585691 2587224 Marinomonas 
Oceanospirillales; Marinomonas. 
ref|NR_024732.1| Planomonospora 
2818334 2819777 Planomonospora 
ycetales; Streptosporangineae; 


NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 
adales; Alteromonadaceae; 


ref|NR_024680.1| Vibrio rumoiensis 
02 Vibrio rumoiensis Bacteria; 
ibrio. 


gi|219846844 


ref|NR_026436.1] Psychromonas 
3116131 3117629 Psychromonas 


antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


Psychromonas. 
214698 Bacteria_16S 
glycolicus strain 


Desulfofustis. 
214698 Bacteria_16S 
strain LMG 2142 1 


214698 Bacteria_16S 


Methylophaga. 
214698 Bacteria_16S 


spinosum Bacteria; 
Verrucomicrobium. 
214698 Bacteria_16S 
strain IAM 13153 


16S ribosomal RNA, 


3238864 3238887 60 


3262825 3262851 60 


3300846 3300869 60 
Proteobacteria; 


3364948 3364971 63 


3976988 3977011 60 


83 


86 


83 


Gammaproteobacteria; 


86 


83 


gi 


PerGlyS 16S ribosomal RNA, complete s 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


gi 


6S ribosomal RNA, partial sequence 3261418 32628 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


gi 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; 


gi 


spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 


gi 


complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


214698 Bacteria_16S 


4003507 4003530 60 


83 


gi 


lipolyticum strain M37 16S ribosomal RNA, partial seque 


Bacteria; 
214698 Bacteria_16S 
strain SW-120 16S 
Proteobacteria; 
214698 Bacteria_16S 
strain SW-117 16S 
Proteobacteria; 


214698 Bacteria_16S 


HDS1-1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


14698 Bacteria_16S 
liena strain KMM 
acteria; 
seudoalteromonas. 
14698 Bacteria_16S 
aritimus strain 
acteria; 
14698 Bacteria_16S 


NWSBENWVWHNA 


HT 2-1 16S ribosomal RNA, partial sequence 


4029219 4029242 60 


4030769 4030792 60 


4047474 4047497 60 


4053405 4053428 60 


4057882 4057905 60 


4104699 4104722 60 


83 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


83 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


83 


83 


83 


83 


Proteobacteria; Gammaproteobacteria; Vibriona 


gi 


Ss 
gi 


Ss 
gi 


4045996 4047515 Vibri 


gi 


3562 16S ribosomal RNA, partial seque 
Proteobacteria; Gammaproteobacteria; Alteromo 


gi 


TF-17 16S ribosomal RNA, partial seque 
Proteobacteria; Gammaproteobacteria; Alteromo 


gi 


4103238 4104753 Vibri 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


214698 Bacteria_16S 
strain KMM 3823 1 
roteobacteria; 
14698 Bacteria_16S 


ranslucida Bacteria; 
seudoalteromonas. 
14698 Bacteria_16S 


seudoalteromonas. 
14698 Bacteria_16S 


O9NDUDDTNHt¢tn' 


o 


mylolyticus Bacteria; 
14698 Bacteria_16S 


14698 Bacteria_16S 


rthrobacter. 
14698 Bacteria_16S 
strain JW/AS-Y6 1 
Firmicutes; 
214698 Bacteria_16S 


NPWOEONTON 


Proteobacteria; 


6S ribosomal RNA, 
Clostridia; 


4179843 4179866 60 


4214671 4214694 60 


4216226 4216249 60 
Proteobacteria; 
30258 


30284 60 


Firmicutes; 


36271 36293 60 


Spirochaetes; 
134946 134968 1 


258640 258721 1 


83 


83 


83 


gi 


6S ribosomal RNA, partial sequence 4178357 41798 
Gammaproteobacteria; Alteromonadales; 


Ss 
gi 


ranslucida strain KMM 520 16S ribosomal RNA, partial s 
Gammaproteobacter 


gi 


aragorgicola strain KMM 3548 16S ribosomal RNA, partia 
aragorgicola Bacteria; 


Gammaproteobact 


86 


82 


Spirochaetales; 


23 


80 


Thermoanaerobacterales; 


275210 275240 60 


90 


strain S-16 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


214698 Bacteria_16S 


276725 276751 60 


86 


strain Hbl 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


gi 


mylolyticus strain LA 5 16S ribosomal RNA, partial seq 
Lactobacillales; 


Lac 
gi 


rennaborense strain DD5/3 16S ribosomal RNA, partial s 
rennaborense Bacteria; 


Ss 
gi 


reafaciens strain NC 16S ribosomal RNA, partial sequen 
acteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


complete sequence 257219 25873 


Thermoa 
gi 


273748 27524 


4027757 40292 


4029306 40308 


219846762 
equence 


219846746 


219846721 


219846674 


Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


219846241 
39756 
llaceae; 
219846223 
nce 40020 
les; Vibri 
219846204 


hewanellac 
219846203 


hewanellac 
219846189 


219846185 
nce 40519 
nadales; P 


219846182 
nce 40564 
nadales; 
219846150 


219846094 


hewanellac 
219846065 
equence 

ia; Altero 


219846064 
1 sequence 
eria; Alte 


265679044 
uence 
tobacillac 
265679040 
equence 
pirochaeta 
265678973 
ce 13354 
ales; Micr 


265678890 


naerobacte 
265678877 


gi 


Desulfobacterales; 


Sphingomonadaceae; 


Thiotrichales; 


Mycop 


Alteromonadaceae 


ref|NR_026354.1 
3237371 323891 
Desu 


ref |NR_026338.1 
78 Sphingomonas 


ref|NR_026313.1 
3299393 330087 
Pisc 


ref|NR_026266.1 
3363492 336498 


ref|NR_025831.1 
07 3977021 Mycopl 
lana. 
ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025794.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


Shewanella. 
NR_025779.1 
urae Bacteri 


eae; 
ref 
oO ez 


ref|NR_025775.1 
28 4053458 Pseudo 


ref|NR_025772.1 
29 4057918 Microb 
, 


ref|NR_025740.1 
o gallicus Bacte 
ref |NR_025684.1 
eae; Shewanella. 
ref|NR_025655.1 


4213214 421471 
monadales; Pseud 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


ref |NR_029352.1 

28769 30312 
eae; Lactobacill 
ref |NR_029348.1 

34837 36333 
ceae; Treponema. 
ref |NR_029281.1 
6 135015 Arthro 
ococcineae; Micr 


ref|NR_029198.1 


raceae; Moorella 
ref|NR_029183.1 


265678876 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Sphingomonas trueperi 


trueperi Bacteria; 
Sphingomonas. 


Methylophaga 
9 Methylophaga 


irickettsiaceae; 


Verrucomicrobium 
3 Verrucomicrobium 


Verrucomicrobiaceae; 


Mycoplana bullata 
ana bullata Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 


seudoalteromonadaceae; 


Microbulbifer 

ulbifer maritimus 
Microbulbifer. 

Vibrio gallicus strain 
ria; Proteobacteria; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


Lactobacillus 
Lactobacillus 
us. 

Treponema 
Treponema 


Arthrobacter 
bacter ureafaciens 


ococcaceae; 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029182.1 


Helicobacter bilis 


275297 276761 Helicobacter bilis Bacteria; 


214698 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


214698 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


214698 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


strain Illinois 1 


291930 291952 64 86 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
296500 296526 60 86 


gi 


gi 


psilonproteobacteria; Campylobacterale 
307083 307109 60 86 gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 


ND 


aponicum strain 
aponicum Bacteri 
ryptosporangium. 


andarakina strai 
andarakina Bacte 
Nesterenkonia. 


j 
j 
Cc 
2 
s 
s 


asymbiotica subsp 
Enterobacteriales 


strain YIM 70085 


14698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


214698 Bacteria_16S 


343771 343849 5 80 gi 
YU 636-3 16S ribosomal RNA, partial se 


361605 361627 1 23 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


401158 401184 60 86 


gi 


v 


Photorhabdus. 
23 


Enterobacteriaceae; 


422731 422753 1 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


injiangensis str 
injiangensis Bac 
icrococcaceae; N 


alotolerans stra 
alotolerans Bact 
Nesterenkonia. 

2 
strain PUPA-2 16S 
Tenericutes; Moll 


2 
x 
x 
M 
2 
h 
h 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


69 16S ribosomal 

Gammaproteobacter 
2 
luminescens subsp 


Enterobacteriales 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


strain Muenster 2 
Bacteria; Actinob 
2 
strain 279-56 16S 
roteobacteria; G 
loacae complex. 


armboldiae strai 
armboldiae Bacte 
Buttiauxella. 


P 
c 
2 
Ww 
Ww 


strain B43 16S ri 
Proteobacteria; G 


strain XINach 16S 
Proteobacteria; G 


luminescens subsp 


Enterobacteriales 


14698 Bacteria_16S 


14698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 
» kayaii strain 1121 16S ribosomal RNA, 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


214698 Bacteria_16S 


14698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


Photorhabdus luminescens subsp. 


427507 427529 65 87 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 

430525 430547 1 23 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


441420 441458 60 98 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
442911 442933 1 23 gi 
strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


gi 


487280 487302 60 
RNA, partial sequence 

ia; Vibrionales; Vibrionaceae; Vibrio. 
517890 517916 60 86 gi 
thracensis strain 39-8 16S ribosomal 


82 gi 


Enterobacteriaceae; Photorhabdus. 
519455 519481 60 86 


v 


gi 


Photorhabdus. 

631749 631771 1 23 gi 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
663593 663619 60 86 gi 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


e; 


692478 692504 60 86 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


717916 717942 60 86 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
722561 722587 60 86 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
724147 724173 60 86 gi 
laumondii strain TTO1 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 


luminescens subsp 


214698 Bacteria_16S 


725731 725757 60 86 gi 


265678866 


290399 29196 


265678863 


6S ribosomal RNA, partial sequence 295056 29653 


s; Helicob 
265678856 


plasmatace 
265678829 
quence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


265678814 
sequence 
Actinomyc 


265678788 


265678773 


16S ribosomal RNA, partial sequence 421328 42283 


ococcineae 
265678770 
1 sequence 


265678768 
sequence 
Actinomy 


v 


265678761 


439970 44147 
Entomoplasmataceae; Mesop 


265678760 
sequence 
idae; Bifi 


265678727 


485792 487320 Vibri 


265678707 
RNA, comp 


265678706 
complete 


265678630 
e 63034 
ales; Micr 
265678607 


662137 66364 


Enterobac 
265678588 
sequence 


ia; Entero 


265678570 


716437 71796 


Enterobac 
265678567 


721087 72261 


Enterobac 
265678566 
RNA, parti 


265678565 


ref 


ref 


acte 
ref 


ae; 
ref 


ref 
etal 
ref 


rtia 


ref 


7 Ya 
ref 


ref 


ceta 


ref 


ref 


doba 


ref 
oO po 


ref 


lete 


ref 
seq 
cter 


ref 


ococ 
ref 


teri 


ref 


bact 


ref 


teri 
ref 


teri 
ref 
als 


6 Helicobacter 


7 Neorickettsia 


342395 3 
ales; 


360205 36166 


429128 43061 


441527 44295 


691014 69252 


8 Enterobacter 


2 Photorhabdus 


NR_029172.1 


NR_029169.1 


raceae; Heli 
NR_029162.1 


Neorickettsi 
NR_029134.1 
43854 


Frankineae 


v 


NR_029119.1 
5 
es; Micrococ 
NR_029093.1 
1 sequence 


NR_029078.1 


niellaceae; 
NR_029075.1 


426041 427535 
e; Actinomycet 


ales; Microc 


NR_029073.1 
0 
fe} 


les; Microc 


NR_029066.1 


lasma. 
NR_029065.1 
4 
cteriales; B 
NR_029032.1 
nticus Bacte 


NR_029012.1 
sequence 


NR_029011.1 
uence 517982 
ia; Enteroba 


NR_028935.1 


9 631823 Kytoco 


cineae; Derm 
NR_028912.1 
aceae; Enter 
NR_028893.1 
0 
te 


eriales; En 


NR_028875.1 


aceae; Enter 
NR_028871.1 


aceae; Photo 
NR_028870.1 
equence 


ref 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Neorickettsia risticii 
risticii Bacteria; 
Be 
Cryptosporangium 
Cryptosporangium 
; Cryptosporangiaceae; 


Nesterenkonia 
Nesterenkonia 
cineae; Micrococcaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 

occineae; 


Nesterenkonia 
Nesterenkonia 


ccineae; Micrococcaceae; 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Vibrio ponticus strain 
ria; Proteobacteria; 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Kytococcus schroeteri 

ccus schroeteri 

acoccaceae; Kytococcus. 
Enterobacter cloacae 


7 Enterobacter cloacae Bacteria; 


obacter; Enterobacter 


Buttiauxella 
Buttiauxella 


erobacteriaceae; 


Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


NR_028869.1 


akhurstii strain FRG0O4 16S ribosomal RNA, partial sequence 


Photorhabdus 
724253 725774 


Photorhabdus luminescens subsp. 


Enterobacteriales 


214698 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


214698 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


214698 Bacteria_16S 


VKM Ac-1800 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
214698 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 
2 
salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 
2 
strain FC 097-2 1 
Tenericutes; Moll 


strain CDC 2970-5 
Bacteria; Proteob 


strain 167 16S ri 
Proteobacteria; G 


strain I-75 16S r 
Proteobacteria; G 


pametensis strain 
pametensis Bacter 
Helicobacter. 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 

2 
DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


214698 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


214698 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


214698 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


214698 Bacteria_16S 


strain M2000/95/1 
acteria; Proteob 


B 
2 
litoralis strain 

litoralis Bacteri 
2 
strain Albert 199 
Proteobacteria; G 


214698 Bacteria_16S 


molinativorax str 
molinativorax Bac 
Microbacteriaceae 


14698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 
DSM 15406 16S ribosomal RNA, partial s 


14698 Bacteria_16S 


teria; Actinobacteria; Actinobacterida 


; Enterobacteriaceae; Photorhabdus. 
737843 737881 60 98 gi 
ribosomal RNA, partial sequence 736 


icutes; Entomoplasmatales; 
755157 755183 60 86 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
756663 756685 1 23 gi 
ibosomal RNA, partial sequence 755 
825637 825659 60 82 gi 
824212 825 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
957169 957191 60 82 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


986177 986214 9 
6S ribosomal RNA, 


47 gi 
complete sequence 984 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
214698 Bacteria_16S 


987817 987843 60 86 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
989397 989423 60 86 gi 
bosomal RNA, partial sequence 987 
ammaproteobacteria; Enterobacteriales; 
990977 991003 60 86 gi 
ibosomal RNA, partial sequence 989 
ammaproteobacteria; Enterobacteriales; 
1128871 1128897 60 86 gi 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


1133357 1133379 1 
CF63 16 
acteria 


23 gi 
S ribosomal RNA, partial sequen 
Actinobacteridae; Actinomycet 


’ 


1171229 1171279 1 gi 
osomal RNA, partial sequence 116 
acteria; Actinobacteridae; Actinomycet 


50 


1219503 12195251 23 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1279757 1279795 60 98 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1369464 1369490 60 86 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1431433 1431459 60 86 gi 
16S ribosomal RNA, partial sequence 142 
ammaproteobacteria; Pasteurellales; Pa 
1443792 1443818 60 86 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pasteure 
1634440 1634466 60 86 gi 


gi 
127 


a; Proteobacteria; Gammaproteobacteria 
1668030 1668056 60 86 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1835286 1835308 1 23 gi 
ain ON4 16S ribosomal RNA, partial seq 


; Gulosibacter. 


214698 Bacteria_16S 


1938737 1938759 1 23 


gi 


Entomoplasmataceae; 


acteria; 


ce 
ales; 


ales; 


ales; 


llales; 


v 


265678556 
380 73789 
E 
265678543 


ence 75371 
cteriales; 


265678542 
262 75674 


ococcineae 


265678496 
662 Bosea 


sea. 


265678408 
sequence 


265678387 


769 98628 


265678386 
98633 


cteriales; 


265678385 
916 98944 
Enterobac 
265678384 
496 99101 
Enterobac 
253680771 


1 sequence 
ria; 


Campy 


253680768 
11319 
Micr 


228719618 
9826 11712 
Pseu 


219878368 
12181 
Prop 


219846093 
8319 12798 


228718692 


ence 13679 
ibrionales; 


224581435 
9972 14314 


steurellac 


224581426 
14423 

Pa 

219878454 


equence 


Aeromona 
219878430 

16665 

Enterobac 
219878312 


uence 
e; Actinomycet 


219878236 


R 


ref|NR_028860.1 
ntomoplasma. 

ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028846.1 
> Mi 
ref 
ves 


crobacteriac 
NR_028799.1 
trisii Bacte 


ref |NR_028710.1 
955748 957207 
hizobiales; Phyl 


ref|NR_028689.1 
5 Acholeplasma 
eplasma. 

ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 
teriaceae; Citro 
ref|NR_028019.1 

1127427 112890 
lobacterales; He 


ref|NR_028016.1 
55 1133449 Brevib 
ococcineae; Brev 


ref|NR_027583.1 
94 Thermobispora 
donocardineae; P 


ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 
ref|NR_025683.1 
lasma. 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027217.1 


eae; Phocoenobac 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref |NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
NR_025451.1 
1833888 183531 
ales; Microc 


ref |NR_025375.1 


paucivorans strain CF 62 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Brevibacteriaceae 


Brevibacterium. 


v 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Entomoplasma lucivorax 


7 Entomoplasma lucivorax Bacteria; 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Pseudaminobacter 
Pseudaminobacter 


lobacteriaceae; 


Acholeplasma vituli 


vituli Bacteria; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Helicobacter 

7 Helicobacter 

licobacteraceae; 


Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Luteococcus sanguinis 
occus sanguinis 


Propionibacteriaceae; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 
Entomoplasmataceae; Mesop 


Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 
Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Escherichia albertii 
ichia albertii Bacteria; 
richia. 
Gulosibacter 
7 Gulosibacter 
occineae; 


Brevibacterium 


1937348 193875 


9 Brevibacterium 


strain 95Al1 16S 
Proteobacteria; 
2 


Thiobacillus. 


strain DSM 5000 
Proteobacteria; 


proteamaculans s 


proteamaculans Ba 


Serratia. 


strain DSM 30063 
Proteobacteria; 
2 
strain DSM 12358 
Proteobacteria; 


strain DSM 4594 
Proteobacteria; 
2 


2 
proteus strain 4 
Bacteria; Proteo 
2 
strain 81H-380. 
Proteobacteria; 


strain Eb 13/82 
Proteobacteria; 


strain S3/2-161 
Proteobacteria; 


strain S1/1-984 
Proteobacteria; 


ferragutiae stra 
ferragutiae Bact 
Buttiauxella. 

2 
strain $1/6-571 
roteobacteria; 


P 
2 
propionicum stra 
propionicum Bact 
Propionibacteria 
2 
avidum strain DS 
Bacteria; Actino 
Propionibacteriu 


strain ATCC 5138 
Actinobacteria; 


strain YIM 90001 
Actinobacteria; 

2 
strain Ll 16S ri 
Tenericutes; Mol 


214698 Bacteria_ 


canadensis strai 
canadensis Bacte 
Helicobacter. 


214698 Bacteria_ 
granivorans strain A30 16S ribosomal RNA, partial sequence 


Bacteria; Firmic 


214698 Bacteria_ 


14698 Bacteria_ 
denitrificans str 
denitrificans Bac 


214698 Bacteria_ 


214698 Bacteria_ 


214698 Bacteria_ 


14698 Bacteria_ 


214698 Bacteria_ 


14698 Bacteria_ 
DSM 5563 16S ribo 
Gammaproteobacter 
14698 Bacteria_ 


14698 Bacteria_ 


214698 Bacteria_ 


214698 Bacteria_ 


214698 Bacteria_ 


214698 Bacteria_ 


14698 Bacteria_ 


14698 Bacteria_ 


14698 Bacteria_ 


214698 Bacteria_ 


214698 Bacteria_ 


14698 Bacteria_ 


16S 1963136 1963162 60 86 

ribosomal RNA, complete sequence 
Gammaproteobacteria; Pasteurellales; Pa 
16S 1964700 1964726 60 86 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


gi 


16S 
1 
Gammaproteobacteria; Enterobacteriales; 
16S 1990759 1990785 60 86 gi 
train DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


1989210 1989236 60 86 gi 


16S 1992307 1992333 60 86 gi 
Gammaproteobacteria; Enterobacteriales; 


16S 1995397 1995423 60 86 gi 


Gammaproteobacteria; Enterobacteriales; 
16S 1996933 1996959 60 86 gi 
a 
Gammaproteobacteria; Enterobacteriales; 
16S 2000017 2000043 60 86 gi 


ia; 
16S 


Enterobacteriales; Enterobacteriac 
2001551 2001577 60 86 gi 
2 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Enteroba 
16S 2003086 2003112 60 86 gi 
1 
Gammaproteobacteria; Enterobacteriales; 
16S 2004619 2004645 60 86 gi 
1 
Gammaproteobacteria; Enterobacteriales; 
16S 2006163 2006189 60 86 gi 
1 
Gammaproteobacteria; Enterobacteriales; 
16S 2007709 2007735 60 86 gi 
1 
Gammaproteobacteria; Enterobacteriales; 
16S 2009253 2009279 60 86 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


ak 
e 


16S 
1 
Gammaproteobacteria; Enterobacteriales; 
16S 2077636 2077658 1 23 gi 
n DSM 43307 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
ceae; Propionibacterium. 

16S 2082306 2082328 1 23 gi 
M 4901 16S ribosomal RNA, partial seque 
bacteria; Actinobacteridae; Actinomycet 
m. 
16S 2136948 2136970 1 23 gi 
4 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 2150602 2150648 39 83 gi 


2010812 2010838 60 86 gi 


i 


Actinobacteridae; Actinomycetales; Pseu 
16S 2288886 2288924 60 98 gi 
bosomal RNA, partial sequence 
licutes; Entomoplasmatales; Entomoplasm 
16S 2332687 2332713 60 86 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


n 
r 


1961654 19631 


6S ribosomal RNA, partial sequence 1987760 19892 


16S ribosomal RNA, partial sequence 1990842 19923 


16S ribosomal RNA, partial sequence 1993927 19 


6S ribosomal RNA, partial sequence 1995493 19 


somal RNA, partial sequence 1998561 2000045 Pr 


6S ribosomal RNA, partial sequence 2001636 20 


6S ribosomal RNA, partial sequence 2003168 20 


6S ribosomal RNA, partial sequence 2004699 20 


6S ribosomal RNA, partial sequence 2006247 20 


6S ribosomal RNA, partial sequence 2009346 20 


16S ribosomal RNA, partial sequence 2149165 21506 


2287434 22889 


219878220 


steurellac 
219878219 
ial sequen 
ria; Hydro 


219878203 


Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


Enterobac 
219878199 
954 

Enterobac 
219878198 
969 

Enterobac 
219878196 
agi 
eae; Pragi 

219878195 
20000 
cteriales; 
219878194 
031 

Enterobac 
219878193 
046 

Enterobac 
219878192 
061 

Enterobac 
219878191 
077 

Enterobac 

219878190 
sequence 
ia; Entero 

219878189 
108 

Enterobac 
219878138 

sequence 

Actinomyc 


219878135 
nce 20809 
ales; Prop 


219857644 
21355 
nebacterin 
219857635 


donocardin 
219857540 


ataceae; M 
219857508 
sequence 

ria; Campy 


16S 2346210 2346260 1 50 gi 


utes; Bacillales; Paenibacillaceae; 


ref|NR_025359.1| Pasteurella skyensis 
86 Pasteurella skyensis Bacteria; 

eae; Pasteurella. 

ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 

ref |NR_025337.1| Rahnella aquatilis 

65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 

ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 

a. 
ref |NR_025334.1| Obesumbacterium 

96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 

ref |NR_025332.1| Budvicia aquatica 

48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 

ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 

ref |NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 

ref |NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref|NR_025328.1| Buttiauxella brennerae 
50 Buttiauxella brennerae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025277.1| Propionibacterium 
2076251 2077756 Propionibacterium 


etales; Propionibacterineae; 


ref|NR_025274.1 
23 2082426 Propio 
ionibacterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


ref|NR_025233.1 
74 2137022 Mycoba 


Mycobacterium brumae 
cterium brumae Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 
eae; Pseudonocardiaceae; Prauserella. 
ref|NR_025128.1| Mesoplasma florum 
33 Mesoplasma florum Ll Bacteria; 
esoplasma. 
ref|NR_025096.1 
2331268 233272 
lobacterales; He 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


219857497 
23447 


ref|NR_025085.1| Paenibacillus 
86 2346268 Paenibacillus granivorans 


Paenibacillus. 


214698 Bacteria_16S 2355298 2355324 60 86 gi 
limimaris strain DCB-M 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
214698 Bacteria_16S 2364523 2364549 60 86 gi 
strain ATCC49733 

Proteobacteria; G 
214698 Bacteria_16S 
australiensis str 


ammaproteobacteria; Pasteurellales; Pa 
2494784 2494806 1 23 gi 
ain 109 16S ribosomal RNA, partial seq 
australiensis Bacteria; Actinobacteria; Actinobacterida 
Intrasporangiaceae; Tetrasphaera. 

214698 Bacteria_16S 2517494 2517516 1 23 gi 
chlorophenolicus strain A-6 16S ribosomal RNA, partial 

chlorophenolicus Bacteria; Actinobacteria; Actinobacter 
Micrococcaceae; Arthrobacter. 

214698 Bacteria_16S 2594888 2594910 1 


23 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 2636317 2636343 60 86 gi 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
214698 Bacteria_16S 2689071 2689093 1 23 gi 
strain IFM 10088 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 2856460 2856486 60 86 gi 
strain ATCC 12775 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
214698 Bacteria_16S 2897920 2897970 1 50 gi 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteri 
Microbacteriaceae; Mycetocola. 

214698 Bacteria_16S 2900926 2900948 1 
strain IAM 14848 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
214698 Bacteria_16S 2902460 2902482 1 23 gi 
strain IAM 14851 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
214698 Bacteria_16S 2903995 2904017 1 23 gi 
strain IFO 15616 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
214698 Bacteria_16S 2907059 29071411 80 gi 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Bacteria_16S 2996701 2996723 64 86 gi 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquif 
214698 Bacteria_16S 3023916 3023938 1 23 gi 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobact 
Gordoniaceae; Gordonia. 

214698 Bacteria_16S 3461132 34611541 23 gi 
nicotinovorans strain DSM 420 16S ribosomal RNA, comple 
nicotinovorans Bacteria; Actinobacteria; Actinobacterid 
Micrococcaceae; Arthrobacter. 

214698 Bacteria_16S 3462654 3462676 1 
strain DSM 20546 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
214698 Bacteria_16S 3464176 3464198 1 23 gi 
polychromogenes strain DSM 20136 16S ribosomal RNA, par 
polychromogenes Bacteria; Actinobacteria; Actinobacteri 
Micrococcaceae; Arthrobacter. 

214698 Bacteria_16S 3465700 3465722 1 
strain DSM 20545 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
214698 Bacteria_16S 3634427 3634453 60 86 gi 
succiniciproducens strain S411 16S ribosomal RNA, parti 
succiniciproducens Bacteria; Proteobacteria; Gammaprote 
Anaerobiospirillum. 

214698 Bacteria_16S 3803059 3803085 60 86 
strain Hh-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
214698 Bacteria_16S 3818398 3818424 60 86 gi 
strain ATCC 29543 16S ribosomal RNA, partial sequence 


23 gi 


23 gi 


23 gi 


gi 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


nc 
ob 


st 
ue 


e; 


se 
id 


ne 


ct 


ne 


E 


s 
da 


oc 


oc 


oc 


ne 


s 
ic 
1 


er 


te 
ae; 


v 


oc 


ti 
da 


oc 


al 
ob 


Ss; 


219857491 
e 
acterale 
219857485 
16S ribosomal RNA, partial sequence 2363042 23645 
eurellac 
219857387 
nce 


219857366 
quence 
ae; 


219857272 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
bacterin 
219857234 


eriales; 
219857197 
16S ribosomal RNA, partial sequence 2687699 26891 
bacterin 
219856887 


nterobac 
219856858 
equence 
e; 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
occineae 
219856855 
16S ribosomal RNA, partial sequence 2901061 29025 
occineae 
219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
occineae 
219856852 


bacterin 
219846926 
equence 
aceae; 

219846908 
sequence 
idae; Ac 


219846602 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
occineae 
219846600 
al seque 
e; 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
occineae 
219846483 


acteria; 


219846361 
3801626 38030 


219846351 


ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_025073.1 


23538 


eae. 
ref|NR_024975.1 

2493400 249486 
Actinomycetales; Microc 


ref|NR_024954.1 

2516115 251756 
Actinomycetales; Mic 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024825.1 


26348 


eae; Nocardiacea 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024677.1 
2896542 289798 
omycetales; Micr 


28549 


Actin 


ref|NR_024675.1 


; Mi 
ref 


crobacteriac 
NR_024674.1 
> Mi 
ref 


crobacteriac 
NR_024673.1 


; Microbacteriac 
ref |NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_026518.1 

2995219 299673 
ydrogenobacter. 
ref|NR_026500.1 
3022528 302398 
tinomycetales; C 


29056 


H 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


sequenc 
Actino: 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 


Actinomycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


sequenc 


ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref |NR_025942.1 
3816954 3818434 Woline 
Helicobactera 


Helicob 


Desulfomonile 
omonile limimaris 
Desulfomonile. 
Haemophilus felis 


, 


76 Haemophilus felis Bacteria; 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Pseudomonas flectens 
monas flectens Bacteria; 


Mycetocola 
5 Mycetocola 


ococcineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 

Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Hydrogenobacter 

2 Hydrogenobacter 


Gordonia 
4 Gordonia 
orynebacterineae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 

Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 


strain 165 16S ri 
Proteobacteria; E 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


strain ST1 16S ri 
Proteobacteria; E 
2 
strain CS1 16S ri 
Proteobacteria; E 


strain Karp 16S r 


strain 20-5 16S r 


214698 Bacteria_16S 


214698 Bacteria_16S 


3819921 3819947 60 


3821456 3821482 60 


3822984 3823010 60 


3827566 3827592 60 


3935669 3935695 60 


4024607 4024629 1 


4054841 4054863 1 


86 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
214698 Bacteria_16S 


86 


86 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
14698 Bacteria_16S 


86 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
214698 Bacteria_16S 


86 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 
214698 Bacteria_16S 


23 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
214698 Bacteria_16S 


23 


strain JC1078 16S ribosomal RNA, partial sequence 


4068487 4068509 64 


86 


gi 


219846350 


3818485 38199 


gi 


gi 


219846349 


n Eaton 90-119-3 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Epsilonproteobacteria; 


219846348 


3821543 38230 


gi 


219846345 


3826129 38276 


gi 


219846270 


3934247 39357 


gi 


219846207 


4023267 40246 


gi 


219846184 


4053509 40549 


gi 


4067035 40 


219846174 
685 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; 


strain KMM 3637 1 
Actinobacteria; A 


KMM 3905 16S ribo 
Actinobacteridae; 


strain BARC 857 1 
Tenericutes; Moll 


grammopterae stra 
grammopterae Bact 


strain CHPA-2 16S 
Tenericutes; Moll 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


214698 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


214698 Bacteria_16S 


conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; 


214698 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


214698 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


214698 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


214698 Bacteria_16S 


strain SL24 16S r 
Thermotogae; 


azorensis strain 
Bacteria; 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 1 
rain 16910a 16S ribosomal RNA, 


Thermotogales; 
214698 Bacteria_16S 
MV1087 16S ribosomal RNA, partial sequence 65316 


Firmicutes; Clostridiales; 


4121356 4121378 1 


23 


gi 


219846137 


6S ribosomal RNA, partial sequence 4119951 41214 


4125976 4125998 1 


somal RNA, partial sequence 4124587 4126026 Ko 
Actinomycetales; Micrococcineae; Micrococcaceae; 
214698 Bacteria_16S 


4164568 4164606 60 


23 


98 


gi 


gi 


219846133 


219846105 


6S ribosomal RNA, partial sequence 4163118 41646 


icutes; 
4175249 4175287 60 


Entomoplasmatales; 


98 


Entomoplasmataceae; 


gi 


219846097 


in GRUA-1 16S ribosomal RNA, partial sequence 


eria; 
4181402 4181440 60 


Tenericutes; Mollicutes; 


98 


ribosomal RNA, partial sequence 


icutes; 


1861 11882 65 


cteria; Proteobacteria; 


105885 105934 1 


t8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


tes; Clostridia; 


108863 108912 1 


Entomoplasmatales; 


86 


50 


50 


gi 


Entomoplasmatales; 


219846092 


4179947 41814 


gi 


complet 
Deltaproteobacteria; 


gi 


gi 


265679056 


265678993 
10448 


265678990 


3895/92 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


Mycobacterium. 
217504 217525 65 


86 


ribosomal RNA, partial sequence 


lanctomycetacia; Planctomycetales; Planctomycetaceae 
214698 Bacteria_16S 


240431 240479 60 


2327 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 


cia complex. 
303926 303970 2 


107 


47 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysipelotrichac 


502786 502807 60 


81 


ibosomal RNA, partial sequence 


lales; Bacillaceae; 
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214698 Bacteria_16S 1949453 1949502 1 50 gi| 219878229 |ref|NR_025368.1 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 194955 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
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214698 Bacteria_16S 2099049 2099078 54 83 gi| 219878123 |ref|NR_025262.1 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 209908 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 
Nitratireductor. 

214698 Bacteria_16S 2779149 2779197 1 50 gi|219857131|ref|NR_024759.1 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 277920 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
214698 Bacteria_16S 2959988 2960037 1 50 gi| 219856817 |ref|NR_024636.1 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 296006 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 
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33 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
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thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 


214698 Bacteria_16S 160767 160787 3 23 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

214698 Bacteria_16S 249744 249764 60 80 gi| 265678896 |ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 

214698 Bacteria_16S 267649 267669 60 80 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

214698 Bacteria_16S 313216 313236 60 80 gi|265678852|ref|NR_029158.1]| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

214698 Bacteria_16S 372075 372095 60 80 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

214698 Bacteria_16S 477965 477985 60 80 gi| 265678733 |ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

214698 Bacteria_16S 516322 516342 60 80 gi| 265678708 |ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

214698 Bacteria_16S 577330 577350 60 80 gi| 265678668 |ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
214698 Bacteria_16S 595384 595404 60 80 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

214698 Bacteria_16S 613607 613627 60 80 gi|265678643|ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

214698 Bacteria_16S 628820 628840 60 80 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M1l 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

214698 Bacteria_16S 710165 710185 60 80 gi| 265678576 |ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
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mobilis Bacteria; 


ira. 
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ref|NR_028821.1| Psychromonas arctica 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 
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icutes; Mycoplasmataceae; Mycoplasma. 
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Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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obacterineae; C 
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Erysipelotrichac 
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ref |NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025433.1 
e 1859752 186123 
romonadales; Alt 
ref|NR_025427.1 
acea 
ref 


e; Glaciecol 
NR_025381.1 


Moritella. 
NR_025260.1 


ae; 
ref 


aceae; Alteromon 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025187.1 


i 


a 


214698 Bacteria_16S 1088022 1088042 60 80 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

214698 Bacteria_16S 1104598 1104618 60 80 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 


pumilum Bacteria; 
Mogibacterium. 
Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Collinsella stercoris 


stercoris DSM 13279 
° 


riobacteriaceae; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Desulfonema magnum DSM 
cteria; Proteobacteria; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 

Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Catonella morbi ATCC 
51271 Bacteria; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Labrys monachus strain 


41 Labrys monachus Bacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Lactobacillus 
1 Lactobacillus 
us. 
Alteromonas 

3 Alteromonas 
eromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Moritella profunda 


62 Moritella profunda Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Cellvibrio fulvus 
brio fulvus Bacteria; 


Oo. 
Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


ref |NR_025186.1 


Mycoplasma moatsii 


2200688 2202148 Mycoplasma moatsii Bacteria; 


agogenitalium st 
agogenitalium Ba 


2 
1 
1 
2 
gallopavonis stra 
Bacteria; Teneric 
strain 462/2 16S 
Tenericutes; Moll 


strain H831 16S r 
Tenericutes; Moll 


strain CH 16S rib 
Tenericutes; Moll 


strain 1340 16S r 
Tenericutes; Moll 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 


strain 105 16S ri 
Tenericutes; Moll 


phocicerebrale st 
phocicerebrale Ba 
2 
strain MIT 97-507 
Proteobacteria; E 


strain E42 16S ri 
Tenericutes; Moll 


equigenitalium st 
equigenitalium Ba 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


strain CCUG 30811 
Bacteria; Proteob 
2 
strain 383 16S ri 
Tenericutes; Moll 


strain H/T1 16S r 
Tenericutes; Moll 


strain DC333 16S 
Tenericutes; Moll 
2 
strain B1/Tl 16S 
Tenericutes; Moll 


214698 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


214698 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


214698 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


14698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


2203637 2203657 60 80 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2206636 2206656 60 80 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2208161 2208181 60 80 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2209663 2209683 60 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211192 2211212 60 80 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2217189 2217209 60 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2258250 2258294 38 80 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2272247 2272270 60 83 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


’ 


2279876 2279896 60 80 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

2282898 2282918 60 80 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2293453 2293473 60 80 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2366054 2366074 60 80 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2367564 2367584 60 80 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2400851 2400871 60 80 gi 
strain CM2 16S ribosomal RNA, partial 

Bacteria; Proteobacteria; Alphaproteob 


gi 


2446603 2446623 60 80 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2479724 2479744 60 80 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481233 2481253 60 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482743 2482763 60 80 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484254 2484274 60 80 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485766 2485786 60 80 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487285 2487305 60 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488798 2488818 60 80 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2 
strain M432/72 16 
Tenericutes; Moll 


14698 Bacteria_16S 


219857597 
equence 
lasmatacea 
219857595 
ence 22052 
coplasma. 
219857594 


2206719 22081 


219857593 


2208244 22096 


219857592 


2209746 22112 


219857588 


2215772 22172 


219857561 
sequence 
Actinomyc 


219857552 
ence 22707 


nadales; P 


219857547 


2278443 22799 


219857545 
equence 

lasmatacea 
219857536 
22920 
s; Helicob 
219857483 


2364627 23660 


219857482 
quence 

lasmatacea 
219857460 
sequence 
acteria; R 
219857422 
24451 
nadales; 
219857397 


2478295 24797 


219857396 


2479798 24812 


219857395 


2481316 24827 


219857394 


2482825 24842 


219857393 


2484337 24857 


219857392 


2485849 24873 


219857391 


2487368 24888 


2490311 2490331 60 80 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857390 


Alter 


ref|NR_025183.1 
20 2206668 Mycop 


ref|NR_025182.1 


ref|NR_025181.1 


ref|NR_025180.1 


ref|NR_025176.1 


ref|NR_025149.1 
2256827 225829 
etales; Strepto 


ref|NR_025140.1 
90 2272278 Pseudo 
seudoalteromonad 


ref|NR_025135.1 


ref|NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025048.1 
2399427 240087 
hizobiales; Hyph 


ref|NR_025010.1 
48 2446624 Alishe 
omonadaceae; 


ref |NR_024985.1 


ref|NR_024984.1 
ref|NR_024983.1 
ref|NR_024982.1 
ref|NR_024981.1 
ref 


NR_024980.1 


ref |NR_024979.1 


ref |NR_024978.1 


Mycoplasma 
9 Mycoplasma 


Mycoplasma 
asma gallopavonis 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Streptomyces 
4 Streptomyces 


mycineae; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


2488881 2490343 Mycoplasma equirhinis Bacteria; 


strain 1219 16S r 
Tenericutes; Moll 


asinigenitalis st 
asinigenitalis Ba 


strain SIR-1 16S 
Proteobacteria; 

2 
strain JCM 9989 1 


D 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 
6S ribosomal RNA, partial sequence 2888980 28904 


2491822 2491842 60 80 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


219857389 


2490394 24918 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


2576490 2576510 60 80 gi|219857284|ref|NR_024915.1| Taylorella 
rain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
2731330 2731350 60 80 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 
2890429 2890449 60 80 gi|219856863|ref|NR_024682.1| Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

214698 Bacteria_16S 2920986 2921006 60 80 gi| 219856843 |ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

214698 Bacteria_16S 2922544 2922564 60 80 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

214698 Bacteria_16S 2937468 2937488 60 80 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

214698 Bacteria_16S 2961574 2961594 60 80 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

214698 Bacteria_16S 2967733 2967753 60 80 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 


strain LMG 2542 1 
Proteobacteria; G 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


amylophilus strai 
Bacteria; Proteob 
2 
ruminis strain DS 
acteria; Firmicu 


B 
2 
paraputrificum st 
paraputrificum Ba 
2 
strain CIP 7430 
Proteobacteria; G 


strain UIA 16S ri 
Tenericutes; Moll 


strain CKK 16S ri 
Tenericutes; Moll 
2 
halophilus strain 
halophilus Bacter 
Halothiobacillus. 
2 
ovipneumoniae str 
ovipneumoniae Bac 


strain 275c 16S r 
Tenericutes; Moll 


strain M165/69 16 
Tenericutes; Moll 


strain PG43 16S r 
Tenericutes; Moll 


strain PG51 16S r 
Tenericutes; Moll 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


14698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


14698 Bacteria_16S 


14698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


214698 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 
3057512 3057532 60 80 gi 
train 0554 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


3096563 3096583 60 80 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3445773 3445801 1 29 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3551015 3551035 60 80 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3613414 3613434 60 80 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
3690829 3690849 60 80 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3716344 3716364 60 80 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3719322 3719342 60 80 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


3751860 3751880 60 80 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3753376 3753396 60 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3754900 3754920 60 80 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3756402 3756422 60 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759424 3759444 60 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


strain PS-1 16S r 


214698 Bacteria_16S 


3798590 3798610 60 80 gi 
ibosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 2966273 29677 


Enterobac 
219846884 
sequence 

cteria; Ae 


219846858 
ence 30950 
dales; Suc 
219846613 
ence 34443 
nellaceae; 
219846543 
tial seque 
idiales; C 
219846497 
36119 
omonadacea 
219846444 


3689398 36908 


219846426 


3714904 37163 


219846424 
equence 
a; Chromat 


219846398 

quence 

asmataceae 
219846397 


3751943 37534 


219846396 


3753459 37549 


219846395 


3754983 37564 


219846393 


3757993 37594 


219846364 


69 Dickeya paradisiaca Bacteria; 

teriaceae; Dickeya. 

ref |NR_026476.1| Succinivibrio 
3056079 3057541 Succinivibrio 

romonadales; Succinivibrionaceae; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Succiniclasticum 
iclasticum ruminis 
m. 

Clostridium 
2 3551038 Clostridium 
lostridium. 

Aeromonas bestiarum 
nas bestiarum Bacteria; 


ref|NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026135.1 
nce 354957 
lostridiaceae; C 
ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


v 


ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


ref|NR_026015.1 
3717841 371934 
iales; Halothiob 


ref|NR_025989.1 

3750418 375189 
; Mycoplasma. 
ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


Mycoplasma 
2 Mycoplasma 


ref |NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref|NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025984.1| Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025955.1| Cycloclasticus pugetii 


3797117 3798610 Cycloclasticus pugetii Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 


Bacteria; 


Aeromonas. 


strain IFM 078 
Actinobacteria; 
214698 Fungi_16S 


214698 Bacteria_16S 
funditum strain pf3 16S ribosomal RNA, partial sequence 
Firmicutes; Carnobacteriaceae; 
214698 Bacteria_16S 
allosaccharophila 


allosaccharophila 


214698 Bacteria_16S 
hydrothermalis strain R3 16S ribosomal RNA, partial seq 
hydrothermalis Bacteria; 
Halothiobacillus. 
214698 Bacteria_16S 
strain DSS12 16S 
Proteobacteria; Gammaproteobacteria; Alteromonadales; S 
214698 Bacteria_16S 
strain DSK1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; M 
214698 Bacteria_16S 
strain 848 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


3812254 3812274 60 80 gi 
Lactobacillales; 
3813808 3813828 60 80 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
3816881 3816901 60 


80 gi 


Proteobacteria; Gammaproteobac 


3951770 3951790 60 80 
ribosomal RNA, partial sequence 


gi 


3953326 3953346 60 80 gi 


4009537 4009557 60 80 gi 


2904 3016 1 108 


3950287 39517 


3951843 39533 


4008054 40095 


214698 Fungi_16s 


gi 


219846355 

38107 
Carnoba 
219846354 
artial seq 
bacteria; 


219846352 
uence 
teria; Chr 
219846258 


hewanellac 
219846257 


oritellace 
219846217 


omonadacea 
265678351 


ref|NR_025946.1| Carnobacterium 
56 3812276 Carnobacterium funditum 
cterium. 

ref|NR_025945.1] Aeromonas 

uence 3812327 3813828 Aeromonas 
Aeromonadales; Aeromonadaceae; 
ref|NR_025943.1| Halothiobacillus 


3815400 3816903 Halothiobacillus 
omatiales; Halothiobacillaceae; 


ref|NR_025848.1| Shewanella violacea 
92 Shewanella violacea Bacteria; 


eae; Shewanella. 

ref|NR_025847.1| Moritella japonica 

48 Moritella japonica Bacteria; 

ae; Moritella. 

ref|NR_025807.1| Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 
e; Aeromonas. 
ref 


NR_028653.1 


Nocardia pneumoniae 


strain IFM 10035 


Actinobacteria; 
214698 Fungi_16S 
strain IFM 057 
Actinobacteria; 
214698 Fungi_16S 
strain YZ- 
Actinobacteria; 
214698 Fungi_16S 
yamanashiensis 
yamanashiensis 
Nocardiaceae; 
214698 Fungi_16S 
strain IFM 024 
Actinobacteria; 
214698 Fungi_16S 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
214698 Archaea_16S 
zilligii strain Kl 16S ribosomal RNA, partial sequence 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales 
214698 Archaea_16S 
solfataricus strain IFO 15331 16S ribosomal RNA, partia 
solfataricus Archaea; Crenarchaeota; Thermoprotei; 
214698 Archaea_16S 
helgesonii strain PI1 16S ribosomal RNA, partial sequen 
Euryarchaeota; 
214698 Archaea_16S 
strain JA-1 16S 
Euryarchaeota; 
214698 Archaea_16S 
profundus strain 
Euryarchaeota; Archaeoglobi; Archaeoglobales; 


Archaea; 


Archaea; 


Archaea; 


Archaea; 


96 16S 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 
5 16S ribosomal RNA, partial sequence 3067 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


1395 1506 1 107 gi 
16S ribosomal RNA, partial sequence 1 


4442 4553 1 107 gi 


7558 7669 1 107 
ribosomal RNA, partial sequence 


gi 
6163 


12027 12136 1 107 gi 


9060 9111 1 50 gi 


nebacterin 
265678352 


nebacterin 
265678350 


nebacterin 
265678348 


nebacterin 
219857175 
strain IFM 0265 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Nocardia. 
265678342 


nebacterin 


3016 


1514 


4565 


7670 


sequence 


Actinomycetales; 


9123 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


ref 


eae; 


Nocardia pneumoniae Bacteria; 


Nocardiace 
NR_028654.1 


ae; Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


Nocardiace 
NR_028652.1 


ae; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


Nocardiace 
NR_028650.1 


ae; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


10639 


Nocardiaceae; 
NR_024803.1 
12137 

Corynebacterineae; 


NR_028644.1 


Nocardia. 
Nocardia 
Nocardia 


Nocardia asiatica 


Nocardia asiatica Bacteria; 


Nocardiace 


ae; Nocardia. 


214698 Archaea_16S 
strain 7 16S ribosomal RNA, partial sequence 38233 
Thermoprotei; 
214698 Archaea_16S 
thermophilus CR-1 16S ribosomal RNA, partial sequence 

Euryarchaeota; Methanomicrobia; Methanomicrobi 
214698 Archaea_16S 
liminatans GKZPZ 


214698 Archaea_16S 
thermophilus M 16S ribosomal RNA, partial sequence 


10546 10568 1 23 gi 


1431 1463 64 96 gi 


10330 10352 64 86 gi 


Sulf 


16216 16238 64 86 gi 


Th 
gi 


Thermococci; Thermococcales; 
19248 19270 64 86 
ribosomal RNA, partial sequence 
Thermococci; Thermococcales; Thermococca 
23662 23684 64 86 gi 
AV18 16S ribosomal RNA, partial sequen 
39680 39702 64 86 gi 
Sulfolobus. 

86 gi 


Sulfolobales; 
56244 


Sulfolobaceae; 
56270 60 


59241 59267 60 86 gi 


60721 60747 60 86 gi 


17817 


39727 


16S ribosomal RNA, partial sequence 57845 59274 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Met 
214698 Archaea_16S 
palmolei DSM 4273 16S ribosomal RNA, partial sequence 

Euryarchaeota; Methanomicrobia; Methanomicrobi 


219857197 
10588 
nebacterin 
265679008 
1 

; Desulfur 
265678822 
1 sequence 
olobales; 

265678754 
ce 14826 
ermococcac 
265678749 
19270 
ceae; Pyro 
265678632 
ce 22211 
Archaeoglo 
265678307 
Sulfo 


254971238 
54850 
ales; Meth 
254971336 


hanomicrob 
254971335 
59325 
ales; Meth 


65074 65096 64 86 gi 


63680 


ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref |NR_029316.1] Sulfophobococcus 
1463 Sulfophobococcus zilligii 
ococcaceae; Sulfophobococcus. 
NR_029127.1| Sulfolobus 
8883 10377 Sulfolobus 
Sulfolobaceae; Sulfolobus. 
ref|NR_029059.1] Palaeococcus 
16263 Palaeococcus helgesonii 
eae; Palaeococcus. 
ref|NR_029054.1| Pyrococcus horikoshii 
Pyrococcus horikoshii Archaea; 
coccus. 
ref|NR_028937.1] Archaeoglobus 
23710 Archaeoglobus profundus 
baceae; Archaeoglobus. 
ref|NR_028609.1| Sulfolobus tokodaii 
lobus tokodaii Archaea; Crenarchaeota; 


ref|NR_028156.1] Methanoculleus 
56280 Methanoculleus thermophilus 
anomicrobiaceae; Methanoculleus. 
ref|NR_028254.1| Methanofollis 
Methanofollis liminatans Archaea; 
iaceae; Methanofollis. 
ref|NR_028253.1] Methanoculleus 
60755 Methanoculleus palmolei 
anomicrobiaceae; Methanoculleus. 


254971332 
65111 


ref|NR_028250.1| Methanothermobacter 
Methanothermobacter thermophilus 


Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 


214698 Archaea_16S 
thermoflexus IDZ 
Archaea; 
214698 Archaea_16S 
subterraneum A8p 
Archaea; 
214698 Archaea_16S 


66573 66595 64 


69554 69576 64 


75567 75593 60 


Opfikon 16S ribosomal RNA, partial sequence 
Methanosarcinales; Methanosaetaceae; Methanosaeta. 


Methanomicrobia; 


214698 Archaea_16S 77104 77126 64 


thermautotrophicus Marburg 16S ribosomal RNA, partial sequence 


thermautotrophicus Archaea; 
Methanothermobacter. 


214698 Archaea_16S 78596 78622 60 


petrolearius SEBR 4847 16S ribosomal RNA, partial sequence 77203 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; 


Archaea; 


16S ribosomal RNA, partial sequence 65162 66615 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


16S ribosomal RNA, partial sequence 68161 69596 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


86 gi|254971331|ref 


Methanob 


86 gi|254971329|ref 


Methanob 
86 gi|254971324|ref 
74149 75620 Methanosa 


86 gi|254971323|ref 


86 gi| 254971322 |ref 


75671 
Euryarchaeota; Methanobacteria; Methanoba 


78631 
Methanomicrobiaceae; 


NR_028249.1 


acteriaceae; 
NR_028247.1 


acteriaceae; 
NR_028242.1 
eta concilii 


NR_028241.1 
77152 


cteriales; M 


NR_028240.1 
Methan 


Methanothermobacter 


Methanothermobacter thermoflexus 


Methanothermobacter. 
Methanobacterium 


Methanobacterium subterraneum 


Methanobacterium. 
Methanosaeta concilii 
Archaea; Euryarchaeota; 


Methanothermobacter 
Methanothermobacter 
ethanobacteriaceae; 


Methanoplanus 
oplanus petrolearius 
Methanoplanus. 
Metallosphaera 


Acidianus ambivalens 


Archaea; Crenarchaeota; 


Thermococcus 


214698 Archaea_16S 102622 102644 64 86 gi|254971304|ref|NR_028222.1 

hakonensis H01-1 16S ribosomal RNA, partial sequence 101190 102650 Metallosphaera hakonensis Archaea; 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallosphaera. 

214698 Archaea_16S 104134 104156 64 86 gi|254971303|ref|NR_028221.1 

LEI 10 16S ribosomal RNA, partial sequence 102701 104162 Acidianus ambivalens 

Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

214698 Archaea_16S 111730 111752 64 86 gi|254971298|ref|NR_028216.1 

kodakarensis KOD1 16S ribosomal RNA, partial sequence 110290 111787 Thermo 


Archaea; Euryarchaeota; Thermococci; 
214698 Archaea_16S 131299 131321 64 
K-3 16S ribosomal RNA, partial sequence 
Thermococci; Thermococcales; 


214698 Archaea_16S 135783 135805 64 


peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 


9653 Archaea; Euryarchaeota; Thermococci; 
214698 Archaea_16S 147616 147642 60 

GSS1 16S ribosomal RNA, partial sequence 
Euryarchaeota; Thermoplasmata; 
214698 Archaea_16S 149097 149123 60 


blatticola PA 16S ribosomal RNA, partial sequence 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; 


214698 Archaea_16S 152099 152125 60 


semesiae MD1 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae 


214698 Archaea_16S 156651 156673 64 


thioreducens OGL-20P 16S ribosomal RNA, partial sequence 155248 156699 Thermo 
Thermococcales; 


Archaea; Euryarchaeota; 
214698 Archaea_16S 
congolense C 16S 


Thermococci; 
162681 162703 64 


214698 Archaea_16S 
hollandica DMS1 
Archaea; 
214698 Archaea_16S 


164174 164200 60 


193881 193907 60 


chikugoensis MG62 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; 


Archaea; 


214698 Archaea_16S 207219 207245 60 


halotolerans strain SEBR 4845 16S ribosomal RNA, partial sequence 
halotolerans Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobia 


Methanocalculus. 


214698 Archaea_16S 208740 208762 64 


lagunensis strain IC-154 16S ribosomal RNA, partial sequence 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldisphaerales; 


214698 Archaea_16S 
strain PL-19 16S 
Crenarchaeota; Thermoprotei; 
214698 Archaea_16S 11850 
strain Bl 16S ribosomal RNA, 
Euryarchaeota; Halobacteria; 
214698 Archaea_16S 42671 42692 65 
BD-3 16S ribosomal RNA, partial sequence 
Euryarchaeota; Halobacteria; 
214698 Archaea_16S 44190 


211790 211812 64 


11871 65 


44211 65 


denitrificans S1 16S ribosomal RNA, partial sequence 42769 
Halobacteriales; 


Euryarchaeota; Halobacteria; 


Thermococcales; 


Thermococcaceae; 


86 gi|254971275|ref 
13436 

Thermococcales; Thermococca 

86 gi|254971267|ref 


Thermoplasmatales; 


ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriace 


ribosomal RNA, complete sequence 
Desulfurococcales; Pyrodictiaceae; 


partial sequence 
Halobacteriales; 


Halobacteriales; 


Thermococcaceae; 
86 gi|254971278|ref 
129880 131321 Thermococ 
Thermococcus. 


146236 147646 Thermopla 
Thermoplasmataceae; 
86 gi|254971266|ref 
Methanosa 
gi|254971264|ref 
150703 15215 


86 


86 gi| 254971261 |ref 


Thermococcaceae; 


86 gi|254971257|ref 


86 gi|254971256|ref 


Methanosa. 
254971234|ref 


86 gi 


Methanom 


86 gi| 219857242 |ref 


86 gi|219857171|ref 


1 135805 Thermo 


192488 193917 Methan 


205812 207255 


207306 208771 


Thermococcu 
NR_028196.1 
cus stetteri 


NR_028193.1 
ceae; Thermo 
NR_028185.1 
sma volcaniu 


NR_028184.1 


rcinaceae; M 
NR_028182.1 


; Methanosar 
NR_028179.1 


Thermococcu 
NR_028175.1 


ae; Methanob 
NR_028174.1 


rcinaceae; M 
NR_028152.1 


icrobiaceae 
NR_024870.1 
les; Genera 


NR_024799.1 


coccus kodakarensis KOD1 
Ss. 

Thermococcus stetteri 
Archaea; Euryarchaeota; 


Thermococcus 

coccus peptonophilus JCM 
coccus. 

Thermoplasma volcanium 
m Archaea; 


Thermoplasma. 


Methanimicrococcus 


147697 149149 Methanimicrococcus blatticola 


ethanimicrococcus. 
Methanosarcina 


1 Methanosarcina semesiae Archaea; 


cina. 
Thermococcus 
coccus thioreducens 
s. 

Methanobacterium 


161275 162727 Methanobacterium congolense Archaea; 


acterium. 
Methanomethylovorans 


16S ribosomal RNA, partial sequence 162778 164226 Methanomethylovorans hollandica 
Euryarchaeota; Methanomicrobia; Methanosarcinales; 


ethanomethylovorans. 
Methanoculleus 
oculleus chikugoensis 
Methanoculleus. 
Methanocalculus 
Methanocalculus 
incertae sedis; 


Caldisphaera 
Caldisphaera 

e; Caldisphaera. 
Pyrodictium occultum 


Natrialba taiwanensis 


Natrialba taiwanensis Archaea; 


Haloarcula amylolytica 
a Archaea; 


Haloferax 


Caldisphaeracea 
86 gi| 219846343 |ref|NR_025933.1 
210342 211838 Pyrodictium occultum Archaea; 
Pyrodictium. 
86 gi|265678819|ref|NR_029124.1 
10428 11897 
Halobacteriaceae; Natrialba. 
86 gi|254971311|ref|NR_028229.1 
41247 42718 Haloarcula amylolytic 
Halobacteriaceae; Haloarcula. 
86 gi|254971297|ref|NR_028215.1 
44237 


Halobacteriaceae; 


Haloferax denitrificans Archaea; 
Haloferax. 


214698 Archaea_16S 45709 45730 65 86 gi|254971296|ref|NR_028214.1| Natrialba asiatica 
172P1 16S ribosomal RNA, partial sequence 44288 45756 Natrialba asiatica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

214698 Archaea_16S 47229 47250 65 86 gi|254971295|ref|NR_028213.1| Haloferax gibbonsii 
Ma-2.38 16S ribosomal RNA, partial sequence 45807 47276 Haloferax gibbonsii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

214698 Archaea_16S 50273 50294 65 86 gi|254971288|ref|NR_028206.1| Halorubrum 
alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 48850 50320  Halorubrum alkaliphilum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

214698 Archaea_16S 53264 53285 65 86 gi|254971282|ref|NR_028200.1| Halococcus 
qingdaonensis CM5 16S ribosomal RNA, partial sequence 51837 53312  Halococcus gqingdaonensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

214698 Archaea_16S 57749 57770 65 86 gi|254971337|ref|NR_028255.1| Natronococcus occultus 
SP4 16S ribosomal RNA, partial sequence 56331 57794 Natronococcus occultus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

214698 Archaea_16S 62233 62254 65 86 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

214698 Archaea_16S 74057 74078 65 86 gi|254971326|ref|NR_028244.1| Halorubrum 
lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 72635 74098 Halorubrum 
lacusprofundi ATCC 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Halorubrum. 

214698 Archaea_16S 87542 87563 65 86 gi|254971316|ref|NR_028234.1| Haloarcula japonica 
TR-1 16S ribosomal RNA, partial sequence 86118 87589 Haloarcula japonica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

214698 Archaea_16S 89062 89083 65 86 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

214698 Archaea_16S 92068 92089 65 86 gi|254971312|ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

214698 Archaea_16S 95051 95072 65 86 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

214698 Archaea_16S 96571 96592 65 86 gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
16S ribosomal RNA, partial sequence 95149 96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

214698 Archaea_16S 99575 99596 65 86 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
JCM 9060 16S ribosomal RNA, partial sequence 98155 99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

214698 Archaea_16S 101092 101113 65 86 gi|254971305|ref|NR_028223.1| Natronobacterium 
gregoryi SP2 16S ribosomal RNA, partial sequence 99673 101139 Natronobacterium gregoryi Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronobacterium. 

214698 Archaea_16S 105632 105653 65 86 gi|254971302|ref|NR_028220.1| Halorubrum distributum 
JCM 9100 16S ribosomal RNA, partial sequence 104213 105679 Halorubrum distributum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

214698 Archaea_16S 107156 107177 65 86 gi|254971301|ref|NR_028219.1| Halomicrobium 
mukohataei arg-2 16S ribosomal RNA, partial sequence 105730 107198 Halomicrobium mukohataei Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halomicrobium. 

214698 Archaea_16S 108673 108694 65 86 gi|254971300|ref|NR_028218.1| Haloarcula 
argentinensis arg-1 16S ribosomal RNA, partial sequence 107249 108715 Haloarcula argentinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

214698 Archaea_16S 110192 110213 65 86 gi|254971299|ref|NR_028217.1| Natronococcus 
amylolyticus Ah-36 16S ribosomal RNA, partial sequence 108766 110239 Natronococcus amylolyticus 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

214698 Archaea_16S 113262 113283 65 86 gi|254971294|ref|NR_028212.1| Haloferax mediterranei 
ATCC 33500 16S ribosomal RNA, partial sequence 111838 113309 Haloferax mediterranei ATCC 33500 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

214698 Archaea_16S 116280 116301 65 86 gi|254971291|ref|NR_028209.1| Haloferax larsenii 
ZJ206 16S ribosomal RNA, partial sequence 114855 116327 Haloferax larsenii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

214698 Archaea_16S 117802 117823 65 86 gi|254971290|ref|NR_028208.1| Haloterrigena 
saccharevitans AB14 16S ribosomal RNA, partial sequence 116378 117849 Haloterrigena saccharevitans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

214698 Archaea_16S 119307 119328 65 86 gi|254971289|ref|NR_028207.1| Haloquadratum walsbyi 
C23 16S ribosomal RNA, partial sequence 117900 119338 Haloquadratum walsbyi Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloquadratum. 

214698 Archaea_16S 120811 120832 65 86 gi|254971287|ref|NR_028205.1| Halorubrum 
xinjiangense BD-1 16S ribosomal RNA, partial sequence 119389 120858 Halorubrum xinjiangense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

214698 Archaea_16S 125245 125266 65 86 gi|254971283|ref|NR_028201.1| Halobiforma lacisalsi 


AJ5 16S ribosomal RNA, partial sequence 


Halobacteria; 


Halobacteriales; Halobacteriaceae; 


123822 125292 Halobiforma lacisalsi Archaea; 
Halobiforma. 


Euryarchaeota; 


214698 Archaea_16S 126769 126790 65 86 gi|254971281|ref|NR_028199.1| Natrinema altunense 
AJ2 16S ribosomal RNA, partial sequence 125343 126816 Natrinema altunense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

214698 Archaea_16S 128289 128310 65 86 gi|254971280|ref|NR_028198.1| Halorubrum tibetense 
8W8 16S ribosomal RNA, partial sequence 126867 128336 Halorubrum tibetense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

214698 Archaea_16S 144634 144655 65 86 gi|254971269|ref|NR_028187.1| Halobacterium 
noricense Al 16S ribosomal RNA, partial sequence 143230 144663 Halobacterium noricense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

214698 Archaea_16S 146138 146159 65 86 gi|254971268|ref|NR_028186.1| Halococcus dombrowskii 
H4 16S ribosomal RNA, partial sequence 144714 146185 Halococcus dombrowskii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

214698 Archaea_16S 153626 153647 65 86 gi|254971263|ref|NR_028181.1]| Natrialba 
chahannaoensis C112 16S ribosomal RNA, partial sequence 152202 153673 Natrialba chahannaoensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

214698 Archaea_16S 155150 155171 65 86 gi|254971262|ref|NR_028180.1| Halalkalicoccus 


tibetensis DS12 16S ribosomal RNA, partial sequence 153724 155197 Halalkalicoccus tibetensis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halalkalicoccus. 


214698 Archaea_16S 158159 158180 65 86 gi|254971260|ref|NR_028178.1| Halobiforma 
haloterrestris 135 16S ribosomal RNA, partial sequence 156750 158206 Halobiforma haloterrestris 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

214698 Archaea_16S 159680 159701 65 86 gi|254971259|ref|NR_028177.1| Natrialba 
hulunbeirensis X21 16S ribosomal RNA, partial sequence 158257 159727 Natrialba hulunbeirensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

214698 Archaea_16S 161186 161207 65 86 gi|254971258|ref|NR_028176.1| Natrialba aegyptia 40 


16S ribosomal RNA, partial sequence 159778 161224 Natrialba aegyptia Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 
214698 Archaea_16S 165686 165707 65 86 gi|254971255|ref|NR_028173.1| Haloterrigena 
thermotolerans PR5 16S ribosomal RNA, partial sequence 164277 165727 Haloterrigena thermotolerans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

214698 Archaea_16S 170152 170173 65 86 gi|254971252|ref|NR_028170.1| Halogeometricum 
borinquense DSM 11551 16S ribosomal RNA, partial sequence 168746 170196 Halogeometricum borinquense 
DSM 11551 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halogeometricum. 
214698 Archaea_16S 171652 171673 65 86 gi|254971251|ref|NR_028169.1| Halostagnicola 
larsenii XH-48 16S ribosomal RNA, partial sequence 170247 171679 Halostagnicola larsenii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halostagnicola. 


214698 Archaea_16S 173137 173158 65 86 gi|254971250|ref|NR_028168.1| Halococcus 
hamelinensis 100A6 16S ribosomal RNA, partial sequence 171730 173164 Halococcus hamelinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

214698 Archaea_16S 177541 177562 65 86 gi|254971247|ref|NR_028165.1| Haloferax prahovense 
TL6 16S ribosomal RNA, partial sequence 176132 177566 Haloferax prahovense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

214698 Archaea_16S 180506 180527 65 86 gi|254971244|ref|NR_028162.1| Natronolimnobius 


innermongolicus N-1311 16S ribosomal RNA, partial sequence 179100 180534 Natronolimnobius 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 


Natronolimnobius. 

214698 Archaea_16S 181989 182010 65 86 gi|254971243|ref|NR_028161.1| Natronolimnobius 
baerhuensis IHC-005 16S ribosomal RNA, partial sequence 180585 182019 Natronolimnobius baerhuensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronolimnobius. 

214698 Archaea_16S 183489 183510 65 86 gi|254971242|ref|NR_028160.1| Halorubrum terrestre 
4P 16S ribosomal RNA, partial sequence 182070 183536 Halorubrum terrestre Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

214698 Archaea_16S 185011 185032 65 86 gi|254971241|ref|NR_028159.1| Haloarcula hispanica 
Y-27 16S ribosomal RNA, partial sequence 183587 185058 Haloarcula hispanica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

214698 Archaea_16S 186534 186555 65 86 gi|254971240|ref|NR_028158.1| Haloferax lucentense 
Aa 2.2 16S ribosomal RNA, partial sequence 185109 186581 Haloferax lucentense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

214698 Archaea_16S 192407 192428 65 86 gi|254971235|ref|NR_028153.1| Halobiforma 
nitratireducens C231 16S ribosomal RNA, partial sequence 191003 192437 Halobiforma nitratireducens 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

214698 Archaea_16S 195392 195413 65 86 gi|254971233|ref|NR_028151.1| Haloferax alexandrinus 
TM 16S ribosomal RNA, partial sequence 193968 195439 Haloferax alexandrinus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

214698 Archaea_16S 196897 196918 65 86 gi|254971232|ref|NR_028150.1| Natrinema versiforme 
XF10 16S ribosomal RNA, partial sequence 195490 196927 Natrinema versiforme Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

214698 Archaea_16S 201343 201364 65 86 gi|254971229|ref|NR_028147.1| Natronorubrum 


tibetense GA33 16S ribosomal RNA, partial sequence 199917 201390 Natronorubrum tibetense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 
214698 Archaea_16S 202845 202866 65 86 gi|219878416|ref|NR_025555.1| Halobacterium 
salinarum strain 91-R6 16S ribosomal RNA, partial sequence 201441 202874 Halobacterium salinarum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 


strain NGA 16S ri 
Synergistetes; Sy 


VKM Ac-1401 16S r 


2 
DSM 15272 16S rib 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Aeromicrobium. 
217834 Bacteria_16S 1307304 1307258 1 47 gi|228721493|ref|NR_027616.1 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partia 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Acti 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyc 
217834 Bacteria_16S 1348708 1348670 1 39 gi|228720600|ref|NR_027595.1 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sang 
Sanguibacter. 
217834 Bacteria_16S 1771745 1771699 1 47 gi| 219878355 |ref|NR_025494.1 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
217834 Bacteria_16S 1773243 1773197 1 47 gi|219878354|ref|NR_025493.1 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 177448 


roseoviolaceus Ba 
Streptomycetaceae 


longisporus strai 
longisporus Bacte 


Streptomycetaceae; 
217834 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 
2 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


217834 Bacteria_16S 


strain PK-Blue 16 
Actinobacteria; A 
2 
thermospinosispor 
thermospinosispor 
Streptomycetaceae 


217834 Bacteria_16S 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


217834 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


strain DSM 3133 1 
Actinobacteria; A 
2 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


676172 676134 1 39 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
911067 911029 1 39 gi 
ibosomal RNA, partial sequence 


gi 
ae 
oc 


1280063 1280025 1 
osomal RNA, partial sequence 


39 gi 


teria; Actinobacteria; Actinobacterida 
Streptomyces. 
2058211 2058165 1 47 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2167540 2167494 1 47 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2260192 2260146 1 47 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 
2842816 2842770 1 47 gi 
SK-3255 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 
2968052 2968014 1 


e; 


, 


s 
ri 


’ 


gi 
pt 


ia 
te 


v 


, 


39 gi 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


217834 Bacteria_16S 


217834 Bacteria_16S 


265678598 
675861 67745 


265678437 
910794 91228 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


17834 Bacteria_16S 219846091 


1279854 12812 


219878152 


219857623 
2167280 21687 


219857559 


219856895 


219846945 


ref 


Anaero 


’ 


ref 


La 
ref 


occineae 


Actinomycet 
ref 
equence 
dae; Act 


ref 


e; S 
ref 


omycinea 


1 sequen 
ridae; Actin 


ref 
ence 
inomycetales 


ref 


Mi 


10 Aeromicrobium 


2057971 20594 
inomycetales; 


69 Streptomyces 


ce 2259931 22614 


2842551 28440 


NR_028903.1 


6 Anaerobaculum 
bacu 


lum. 
NR_028739.1 


NR_025681.1 


cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
; Streptomyces. 

1774740 1774694 1 47 gi| 219878353 |ref|NR_025492.1 
n ISP 5166 16S ribosomal RNA, partial sequence 1774532 177597 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
; Streptomyces. 

2053692 2053646 1 47 gi| 219878155 |ref|NR_025294.1 
ain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 205491 


ales; Strept 
NR_025291.1 
6 
St 
NR_025212.1 


treptomyceta 
NR_025147.1 
5 
omycetales; 


NR_024714.1 
6 
Cc 


, 


Streptomy 


NR_026537.1 


Anaerobaculum mobile 
mobile Bacteria; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 
crobacteriac 


eae; Leifsonia. 
Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Streptomyces 
1 sequence 
nobacteria; 
es. 
Sanguibacter keddieii 


1307063 


keddieii DSM 10542 


uibacteraceae; 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
9 Streptomyces 


reptomycineae; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

2 Streptomyces 
Streptomycineae; 


Kitasatospora 
5 Kitasatospora 
ineae; 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Streptomyces 
6 Streptomyces 


mycineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 

Streptomyces 

4 3640605 Streptomyces 

; Streptomycineae; 
Streptomyces 

9 3925059 Streptomyces 

omycineae; 


in NM-1 16S ribosomal RNA, partial sequence 2967820 296928 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
eae; Microlunatus. 

3485808 3485762 1 47 gi| 219846585 |ref|NR_026177.1 
n DSM 40581 16S ribosomal RNA, partial sequence 3485550 348706 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
; Streptomyces. 

3487374 3487336 1 39 gi|219846584|ref|NR_026176.1 
6S ribosomal RNA, partial sequence 3487117 34886 
ctinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 

3639345 3639299 1 47 gi| 219846479 |ref|NR_026071.1 
rans strain AT52 16S ribosomal RNA, partial sequence 363910 
rans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
; Streptomyces. 

3923797 39237511 47 gi|219846278|ref|NR_025868.1 
ain ATCC 27449 16S ribosomal RNA, complete sequence 392352 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
; Streptomyces. 

3925378 3925332 1 47 gi| 219846277 |ref|NR_025867.1 


Streptomyces 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


Streptomycineae; 


217834 Bacteria_ 
strain RL-34 16S 


217834 Bacteria_ 


strain CPJVR-H 16 


strain 01008 16S 


Tenericutes; Moll 
217834 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycoplasmataceae; Mycoplasma. 
217834 Bacteria_16S 
strain S1 16S rib 


Nocardiaceae; 


217834 Bacteria_16S 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


16S 3928539 3928493 1 
ribosomal RNA, 


16S 


4126322 41262761 


286090 286053 1 


3756717 3756680 1 


836675 836635 1 


1147356 1147316 1 


2056672 2056632 1 


Streptomyces. 
2173608 2173568 1 


2719408 2719368 1 


Nocardiaceae; Nocardia. 


217834 Bacteria_16S 


2980281 2980241 1 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
217834 Bacteria_16S 
strain IMMIB R-1434 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
217834 Bacteria_16S 
somaliensis strai 
somaliensis Bacte 
Streptomycetaceae; 
217834 Bacteria_16S 
aetherivorans str 
aetherivorans Bac 


47 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


47 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
217834 Bacteria_16S 


38 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


38 


3756485 3757942 Mycop 


41 


41 


41 


41 


41 


41 


gi 


gi 


gi 


gi 


gi 


836449 83791 


gi 


sequence 


gi 


gi 


gi 


gi 


219846275 


3928271 39298 
Stre 


219846132 


4126077 41275 
Stre 


265678869 


285875 28729 


219846394 


265678488 


253680758 


219878153 


n DSM 40738 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


219857619 


ain 10bc312 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


219857175 


219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
217834 Bacteria_16S 


strain DSM 9580 1 


Verrucomicrobium. 


217834 Bacteria_16S 


strain : DSM43338 


Streptomyces. 
3351310 33512741 


3363728 3363656 1 


3473696 3473656 1 
16S ribosomal RNA, 


89278 89240 1 


Thermodesulfobacterium. 


217834 Bacteria_16S 
strain CE40 16S r 


polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. 
217834 Bacteria_16S 
PB90-1 16S ribosomal RNA, partial sequence 

Opitutae; Opitutales; Opitutaceae; Opitutus. 
217834 Bacteria_16S 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 


123140 123102 1 


269444 269406 1 


37 


73 


41 


39 


39 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
217834 Bacteria_16S 


39 


gi 


gi 


gi 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
217834 Bacteria_16S 
hveragerdense str 
hveragerdense Bacteria; 


gi 


Thermode 


gi 


219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
217834 Bacteria_16S 
spinosum strain D 
spinosum Bacteria; 


219846674 


SM 4136 16S ribosomal RNA, partial sequence 


219846593 
34734 


265679003 


ain JSP 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


265678980 


122905 12429 


gi 


265678880 


ptomycineae; S 


nebacterineae; 
11471 


nebacterineae; 


Actinomycetal 


sequenc 
Actinomyce 


ococcineae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Mi 
ref 


ref 


ref 


ref 


Ce 
ref 


00 Streptomyces 
ptomycineae; Streptomycetaceae; 


64 Streptomyces 
treptomycetaceae; 


15 1148603 Nocar 
Nocardiaceae; 


2056438 205792 


Streptomycineae; 


2173451 217485 
Actinomycet 


e 2719156 272065 


2980041 298152 
Actinomyce 


3363492 336498 
Verrucomicrobia; Verrucomicrobiae; Verrucomicrobia 


44 3474924 Rhodoc 
nebacterineae; 
89036 


sulfobacterial 


8 Cellulomonas 


NR_025865.1 


NR_025722.1 


NR_029175.1 


NR_025985.1 


lasma alvi Bacteria; 


NR_028791.1 


NR_028006.1 


NR_025292.1 
es; 
NR_025208.1 
ales; Coryne 
NR_024803.1 
tales; Coryn 
NR_026528.1 
tales; Strep 
NR_026275.1 


crobacteriac 
NR_026266.1 


les; Verruco 


NR_026185.1 


Nocardiacea 
NR_029311.1 
90489 
es; Thermode 
NR_029288.1 


1lulomonadac 
NR_029186.1 


Streptomyces scabiei 


scabiei Bacteria; 


Streptomyces. 
Streptomyces africanus 


africanus Bacteria; 


Streptomyces. 
Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Mycoplasma alvi strain 
Tenericutes; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia ignorata 


dia ignorata Bacteria; 


Nocardia. 
Streptomyces 
0 Streptomyces 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Nocardia 
4 Nocardia 
ebacterineae; 


Streptomyces 
6 Streptomyces 


tomycineae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Verrucomicrobium 

3 Verrucomicrobium 

microbiaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Thermoanaerobacterium 


695850 695812 1 39 gi 


786186 786140 1 47 


gi 


beijiangensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
217834 Bacteria_16S 
thermophilum strain 7 16S ribosomal RNA, partial sequence 
thermophilum Bacteria; 
Thermodesulfobacterium. 
217834 Bacteria_16S 
scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


217834 Bacteria_16S 


Streptomyces. 


806087 806049 1 39 gi 


Thermodesulfobacteria; 


875874 875828 1 47 


gi 


1360716 1360678 1 39 gi 


265678585 
695588 697067 Opitutus 


265678521 


265678508 


Thermodesulfobacteriales; 


265678461 


228719712 


26918 
Incertae Sedis; 


ref 


ref 
785920 78741 
Actinomycetales; 


ref 


NR_028825.1 


NR_028811.1 


3. 270620 


Thermoanaerobacterium. 
NR_028890.1 
terrae Bacteria; Verrucomicrobia; 


Opitutus terrae strain 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Thermodesulfobacterium 


805842 807361 Thermodesulfobacterium 


ref 


Streptomycineae; 


ref 


NR_028764.1 
875686 877087 Streptomyces scopiformis 
Streptomycetaceae; 


NR_027584.1 


Thermodesulfobacteriaceae; 


Streptomyces 


Acidimicrobium 


ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 


DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 


Acidimicrobiaceae 


aurantiaca strain 
Bacteria; Gemmati 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 
violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 
coelescens strain 
coelescens Bacter 
Streptomycetaceae 
purpurogeneiscler 


Streptomycineae; 


strain DSM 43030 


Actinobacteria; Actinobacteridae; Actinomycetales; 
217834 Bacteria_16S 


strain YIM 21741 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


; Acidimicrobium. 

1398315 1398277 1 39 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1401353 1401315 1 39 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 

Leifsonia. 

1425552 1425506 1 47 gi 
ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

1427117 1427071 1 47 gi 
AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

1601461 16014151 47 gi 
oticus strain DSM 43156 16S ribosomal 


’ 


’ 


v 


Streptomycetaceae; Streptomyces. 
2110074 2110028 1 47 gi 


Stre 


2228130 2228092 1 39 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


strain T1-X7 16S 
Actinobacteria; A 


australiensis str 
australiensis Bac 
Intrasporangiacea 


strain Z 16S ribo 
Clostridia; Clost 


strain IMC S-0802 
Actinobacteria; A 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 
somal RNA, partial sequence 2514611 2516064 Calor 


217834 Bacteria_16S 


217834 Bacteria_16S 


2257068 2257022 1 47 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2492163 24921251 39 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2493649 24936111 39 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 
2514858 2514812 1 


v 


gi 


47 gi 
ridiales; Clostridiaceae; Caloramator. 
2832175 2832129 1 47 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Stre 
2898278 2898240 1 39 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 
2 
strain 801 16S ri 
Actinobacteria; A 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


strain DSM 40089 
Actinobacteria; A 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


217834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


2977216 2977170 1 47 gi 
n A1201 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3006230 3006192 1 39 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3447695 3447649 1 47 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3449262 3449216 1 47 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


v 


gi 


’ 


3484241 3484195 1 47 


gi 


228715357 
nce 13980 
nadaceae; 
228715351 
14011 
Actinomyce 


224581441 
al sequenc 


224581440 
sequence 
Actinomyce 


219878477 
RNA, parti 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


219873436 


16S ribosomal RNA, partial sequence 2109822 21113 


ptomycinea 
219857580 


16S ribosomal RNA, partial sequence 2227890 22293 


ococcineae 
219857561 
sequence 

Actinomyc 


219857388 


2491905 24933 


ococcineae 
219857387 
uence 

e; Actinom 


219857367 


219856902 
28319 
ptomycinea 
219856857 
nce 28980 
ales; Prop 


219846938 
uence 


Actinomyc 


219846919 


3005987 30074 


ococcineae 

219846611 
sequence 

Actinomyce 


219846610 
34490 
Stre 


ales; 


219846586 


16S ribosomal RNA, partial sequence 3483983 34854 


ctinobacteridae; Actinomycetales; Stre 
3490437 3490391 1 47 gi 
DSM 40221 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 


, 


217834 Bacteria_16S 


3511480 3511442 1 39 gi 


ptomycinea 
219846582 
sequence 
Actinomyce 


219846568 


lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 


e; Actinomycet 


ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


Gemmatimonas 
imonas aurantiaca T-27 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


ref|NR_027223.1 
e 1425302 142681 
ales; Strept 


Streptomyces 
1 Streptomyces 
omycineae; 


ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


Streptomyces 
6 Streptomyces 
cineae; 


ref 
als 


NR_025616.1 
equence 


v 


Streptomyces 
1601224 1602721 
Actinobacteridae; Actinomycetales; 
ref|NR_025250.1| Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025168.1| Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_025149.1| Streptomyces 

2256827 2258294 Streptomyces 
etales; Streptomycineae; 
ref|NR_024976.1| Tetrasphaera japonica 
49 Tetrasphaera japonica Bacteria; 
; Intrasporangiaceae; Tetrasphaera. 
ref|NR_024975.1| Tetrasphaera 
2493400 2494869 Tetrasphaera 
ycetales; Micrococcineae; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


ref 
amat 


NR_024955.1 
or coolhaasi 


ref |NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024676.1 
36 2899473 Microp 
ionibacterineae; 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Micropruina 

ruina glycogenica 
Nocardioidaceae; 


ref |NR_026530.1 
2976976 297845 
etales; 


Streptomyces 
9 Streptomyces 
Streptomycineae; 


ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 
; Microbacteriaceae; Frigoribacterium. 
ref|NR_026203.1| Streptomyces 

3447437 3448952 Streptomyces 
tales; Streptomycineae; 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


ref|NR_026178.1 

99 Streptomyces galbus Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_026174.1| Streptomyces 
3490176 3491693 Streptomyces 

tales; Streptomycineae; 


Streptomyces galbus 


ref|NR_026160.1| Microbacterium 
3511236 3512709 Microbacterium 


lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 

217834 Bacteria_16S 3637793 3637747 1 47 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

217834 Bacteria_16S 3919055 3919009 1 47 gi| 219846281 |ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
217834 Bacteria_16S 3922217 39221711 47 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

217834 Bacteria_16S 3926958 3926912 1 47 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

217834 Bacteria_16S 4233189 4233143 1 47 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
217834 Bacteria_16S 203952 203915 1 38 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

217834 Bacteria_16S 115474 115434 1 41 gi| 265678985 |ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

217834 Bacteria_16S 229911 229871 1 41 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
217834 Bacteria_16S 2405776 2405736 1 41 gi| 219857456 |ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

217834 Bacteria_16S 2756825 2756785 1 41 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

217834 Bacteria_16S 2826064 2826024 1 41 gi|219856906|ref|NR_024727.1| Sporichthya polymorpha 


strain IFO 12702 


16S ribosomal RNA, partial sequence 2825825 28272 


96 Sporichthya polymorpha Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; Sporichthya. 

217834 Bacteria_16S 2904395 2904355 1 41 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

217834 Bacteria_16S 2943851 2943811 1 41 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 

217834 Bacteria_16S 3010640 3010600 1 41 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

217834 Bacteria_16S 3018201 3018161 1 41 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

217834 Bacteria_16S 3339102 3339062 1 41 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

217834 Bacteria_16S 3491974 34919341 41 gi|219846581|ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

217834 Bacteria_16S 3879468 3879428 1 41 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

217834 Bacteria_16S 299761 299734 1 28 gi|265678860|ref|NR_029166.1| Mycoplasma 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

217834 Bacteria_16S 302784 302757 1 28 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

217834 Bacteria_16S 539619 539592 1 28 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

217834 Bacteria_16S 594202 594175 1 28 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

217834 Bacteria_16S 1085236 1085201 12 47 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
217834 Bacteria_16S 1180715 1180688 1 28 gi|228717635|ref|NR_027565.1| Victivallis vadensis 


ATCC BAA-548 16S 


Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 

217834 Bacteria_16S 1357718 1357691 1 28 gi|228720055|ref|NR_027588.1 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 135754 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriace 
217834 Bacteria_16S 1628643 1628616 1 28 gi| 219878457 |ref|NR_025596.1 
strain T4 16S ribosomal RNA, partial sequence 1628419 16298 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
217834 Bacteria_16S 1733876 1733849 1 28 gi| 219878385 |ref|NR_025524.1 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 173507 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Ps 
217834 Bacteria_16S 1968020 1967993 1 28 gi|219878216|ref|NR_025355.1 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 19691 

Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

217834 Bacteria_16S 2367875 2367848 1 28 gi| 219857481 |ref|NR_025069.1 
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spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


22 Victivallis vadensis ATCC BAA-548 


Fusobacterium 

0 1358872 Fusobacterium 
ae; Fusobacterium. 
Methylocella tundrae 


34 Methylocella tundrae Bacteria; 


Pseudobutyrivibrio 

9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Mycoplasma 


2367647 2369075 Mycoplasma 


217834 Bacteria_16S 2370868 2370841 1 28 gi|219857479|ref|NR_025067.1| Mycoplasma opalescens 
strain MH5408 16S ribosomal RNA, partial sequence 2370638 2372093 Mycoplasma opalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

217834 Bacteria_16S 2372377 2372350 1 28 gi|219857478|ref|NR_025066.1| Mycoplasma maculosum 
strain PG15 16S ribosomal RNA, partial sequence 2372144 2373602 Mycoplasma maculosum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

217834 Bacteria_16S 2376906 2376879 1 28 gi|219857475|ref|NR_025063.1| Mycoplasma columbinum 
strain MMP-1 16S ribosomal RNA, partial sequence 2376676 2378132 Mycoplasma columbinum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

217834 Bacteria_16S 2378415 2378388 1 28 gi|219857474|ref|NR_025062.1| Mycoplasma 
columbinasale strain 694 16S ribosomal RNA, partial sequence 2378183 2379640 Mycoplasma 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

217834 Bacteria_16S 2379921 2379894 1 28 gi|219857473|ref|NR_025061.1| Mycoplasma caviae 
strain G122 16S ribosomal RNA, partial sequence 2379691 2381146 Mycoplasma caviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

217834 Bacteria_16S 2549149 2549122 1 28 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

217834 Bacteria_16S 3071236 3071209 1 28 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

217834 Bacteria_16S 3231441 32314141 28 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

217834 Bacteria_16S 3296622 3296595 1 28 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

217834 Bacteria_16S 3298147 3298120 1 28 gi|219846722|ref|NR_026314.1| Blautia 


hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 
217834 Bacteria_16S 3691139 3691112 1 28 gi|219846443|ref|NR_026034.1| Mycoplasma adleri 
strain G145 16S ribosomal RNA, partial sequence 3690909 3692364 Mycoplasma adleri Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
217834 Bacteria_16S 3704598 3704559 1 40 gi|219846433|ref|NR_026024.1| Prosthecobacter 
fusiformis strain FC4 16S ribosomal RNA, partial sequence 3704351 3705819 Prosthecobacter fusiformis 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
217834 Bacteria_16S 3706117 3706078 1 40 gi|219846432|ref|NR_026023.1| Prosthecobacter 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosthecobacter debontii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
217834 Bacteria_16S 3707635 3707596 1 40 gi|219846431|ref|NR_026022.1| Prosthecobacter 
vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
217834 Bacteria_16S 3762849 3762822 1 28 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

217834 Bacteria_16S 3782374 3782347 1 28 gi|219846375|ref|NR_025966.1| Mycoplasma 
leopharyngis strain LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycoplasma leopharyngis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


217834 Bacteria_16S 3785328 3785301 1 28 gi|219846373|ref|NR_025964.1| Mycoplasma simbae 
strain LX 16S ribosomal RNA, partial sequence 3785096 3786526 Mycoplasma simbae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

217834 Bacteria_16S 3786813 3786786 1 28 gi|219846372|ref|NR_025963.1| Mycoplasma felifaucium 
strain PU 16S ribosomal RNA, partial sequence 3786577 3788011 Mycoplasma felifaucium Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

217834 Bacteria_16S 3856528 3856501 1 28 gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 
strain 17529 16S ribosomal RNA, partial sequence 3856288 3857724 Mycoplasma meleagridis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

217834 Bacteria_16S 3920625 3920590 12 47 gi|219846280|ref|NR_025870.1| Streptomyces sampsonii 
strain ATCC 25495 16S ribosomal RNA, complete sequence 3920367 3921897 Streptomyces sampsonii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 
217834 Bacteria_16S 4201279 4201244 12 47 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
217834 Bacteria_16S 4202777 4202742 12 47 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
217834 Bacteria_16S 32158 32120 1 39 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 


217834 Bacteria_16S 42525 42487 1 39 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

217834 Bacteria_16S 84811 84773 1 39 gi| 265679006 |ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

217834 Bacteria_16S 117029 116983 1 47 gi| 265678984 |ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

217834 Bacteria_16S 138316 138278 1 39 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
217834 Bacteria_16S 139845 139807 1 39 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
217834 Bacteria_16S 158111 158073 1 39 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

217834 Bacteria_16S 202355 202309 1 47 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

217834 Bacteria_16S 245428 245382 1 47 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

217834 Bacteria_16S 257492 257446 1 47 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
217834 Bacteria_16S 267935 267897 1 39 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

217834 Bacteria_16S 342635 342589 1 47 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

217834 Bacteria_16S 348656 348618 1 39 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

217834 Bacteria_16S 358922 358884 1 39 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

217834 Bacteria_16S 360468 360430 1 39 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

217834 Bacteria_16S 373858 373812 1 47 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

217834 Bacteria_16S 376961 376923 1 39 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

217834 Bacteria_16S 401500 401462 1 39 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

217834 Bacteria_16S 429388 429350 1 39 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

217834 Bacteria_16S 435600 435554 1 47 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

217834 Bacteria_16S 460108 460062 1 47 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


217834 Bacteria_16S 493850 493812 1 39 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

217834 Bacteria_16S 495355 495317 1 39 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

217834 Bacteria_16S 551903 551857 1 47 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

217834 Bacteria_16S 564123 564085 1 39 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
217834 Bacteria_16S 585118 585072 1 47 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 635177 635139 1 39 gi|265678627|ref|NR_028932.1| Knoellia subterranea 


strain HKI 0120 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


strain HKI 0119 1 


217834 Bacteria_16S 


636708 636670 1 39 gi 
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217834 Bacteria_16S 
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Friedmanniella. 
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217834 Bacteria_16S 


704632 704594 1 39 gi 
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217834 Bacteria_16S 
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ibosomal RNA, partial sequence 
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ococcineae 


265678626 


6S ribosomal RNA, partial sequence 636453 63793 


ococcineae 
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ence 65316 
idiaceae; 
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ence 70441 
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ref 


trasporangia 
NR_028931.1 
; Intrasporangia 
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ionibacterineae 
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ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref|NR_028846.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
217834 Bacteria_16S 874429 874391 1 39 gi|265678462|ref|NR_028765.1 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptospo 
Streptosporangiaceae; Streptosporangium. 

217834 Bacteria_16S 884969 884931 1 39 gi|265678454|ref|NR_028756.1 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathay 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Rathayibacter. 

217834 Bacteria_16S 968245 968199 1 47 gi| 265678398 |ref|NR_028700.1 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Kitasatospora. 

217834 Bacteria_16S 1101848 11018101 39 gi| 265678308 |ref|NR_028610.1 
strain 14 16S ribosomal RNA, partial sequence 1101592 11031 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
217834 Bacteria_16S 1112552 11125141 39 gi|265678300|ref|NR_028601.1 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

217834 Bacteria_16S 1120132 1120086 1 47 gi|228716127|ref|NR_027547.1 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaero 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterine 
Anaeromyxobacter. 

217834 Bacteria_16S 1130676 1130638 1 39 gi| 253680769 |ref|NR_028017.1 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
217834 Bacteria_16S 1138272 1138234 1 39 gi|253680764|ref|NR_028012.1 
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exhalans Bacteria; 


saceae; Nocardiopsis. 
Leifsonia rubra strain 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
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217834 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Ac 
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Clostridia; 


Sedis; Caldicellulosiruptor. 
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marina EX-H1l Bacteria; 


ref |NR_027536.1| Carboxydibrachium 
29 1195514 Carboxydibrachium pacificum 
s; Thermoanaerobacteraceae; 


ref|NR_027522.1| Haliangium ochraceum 
99 Haliangium ochraceum DSM 14365 
tineae; Haliangiaceae; Haliangium. 
ref|NR_025612.1| Arthrobacter bergerei 
48 Arthrobacter bergerei Bacteria; 
Micrococcaceae; Arthrobacter. 
NR_025405.1| Microbacterium 
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Micrococcineae; 
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ref|NR_027597.1| Corynebacterium 
53 1291853 Corynebacterium urealyticum 
les; Corynebacterineae; 


ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
Family III. Incertae 


ref|NR_027540.1| Tropheryma whipplei 
07 Tropheryma whipplei str. Twist 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

217834 Bacteria_16S 1324220 1324182 1 39 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

217834 Bacteria_16S 1420912 1420874 1 39 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

217834 Bacteria_16S 1487986 1487940 1 47 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

217834 Bacteria_16S 1489529 1489483 1 47 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

217834 Bacteria_16S 1542352 1542306 1 47 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

217834 Bacteria_16S 1555796 1555750 1 47 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

217834 Bacteria_16S 1557290 1557244 1 47 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

217834 Bacteria_16S 1558784 1558738 1 47 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

217834 Bacteria_16S 1563206 1563160 1 47 gi|219846103|ref|NR_025693.1| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

217834 Bacteria_16S 1589080 1589034 1 47 gi|219878485|ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
217834 Bacteria_16S 1592176 15921301 47 gi|219878483|ref|NR_025622.1| Streptomyces rimosus 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 
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Streptomycineae; 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae 
217834 Bacteria_16S 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
217834 Bacteria_16S 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 


Streptomycetaceae 


2 
strain DSM 40597 


Brevibacterium. 
2 
strain DSM 12798 


2 
arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 
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Mycobacterium; My 


F 
2 
Pp 
B 
M 
2 
a 
a 


217834 Bacteria_16S 


strain NRCM 00-25 
Actinobacteria; A 


217834 Bacteria_16S 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 


17834 Bacteria_16S 
laccumfaciens pv 
Curtobacterium flaccumfaciens pv. 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


1811283 1811245 1 39 gi 
flaccumfaciens strain LMG 3645 16S r 


ib 


Curto 


gi 


Micrococcineae; Microbacteriaceae; 
1818960 1818922 1 39 


oc 
1820485 1820447 1 39 gi 
420/07 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


ue 
ti 


’ 


1858460 1858414 1 47 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1873793 1873755 1 39 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


al 


’ 


s 
Ac 


1876752 18767141 39 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

1925433 1925387 1 47 gi 
in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

1948316 1948278 1 39 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


2 
1 
7 


ia 


v 


ue 
ti 


, 


1952878 1952832 1 47 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

1957323 1957285 1 39 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1973904 1973858 1 47 gi 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Marinibacillus. 
2055150 2055116 12 46 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 

2065757 2065719 1 39 gi 
n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
2108531 2108485 1 47 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
2111610 2111564 1 
6482 1 


s 
Ac 


gi 


oc 


ti 
da 


’ 


ce 
al 


Clostridiaceae; Cl 
47 gi 
6S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2128282 2128236 1 47 gi 
ATCC 25420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculos 
2134282 2134236 1 47 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2217512 2217466 1 47 gi 
5 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2247880 2247834 1 47 gi 
ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


nc 
al 


al 


ne 


ue 
e; 


’ 


219878328 


219878323 
6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
217834 Bacteria_16S 


219878322 


219878295 


219878285 


19878283 


219878244 


219878229 


219878226 


219878223 
1957067 19585 


219878212 
1973642 19751 


219878154 


219878146 


219873437 
2108290 21097 


219857660 


219857649 


219857645 


219857587 


219857567 


ref 
NA, 


NR_025467.1 
osomal R partial sequ 
bacterium. 
ref|NR_025462.1 
91 Plantibacter 
; Microbacteriac 
ref|NR_025461.1 
1820242 182172 
les; Micrococcin 


occineae 


nce 
nomyceta 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


sequenc 
Actinomy 


ref |NR_025424.1 
1873541 187493 
tales; Micrococc 


equence 
tinomyce 


ref|NR_025422.1 
1876505 187800 
cetales; Strepto 


sequence 
Actinomy 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


1 sequen 
Actinomy 


ref|NR_025368.1 
1948071 194955 
les; Micrococcin 


nce 
nomyceta 


ref|NR_025365.1 
1952641 195404 
tales; Corynebac 


equence 
tinomyce 


ref |NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref|NR_025351.1 


occineae 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Stre 


al seque 
e; Actin 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref |NR_026099.2 


20655 


es; Micr 


ostridium. 
ref|NR_025249.1 
81 2112761 Mycoba 


nebacterineae; M 


21113 
Cory 


e 
es; 


ref |NR_025238. 

2128040 21294 
ales; Corynebac 
ex. 
ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 


7 
it 


quence 
inomycet 
is compl 


, 


21340 
es; Cory 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025155.1 
nce 2247616 224914 
Actinomycetales; Strept 


22172 
bacterin 


217834 Bacteria_16S 


strain KS9 16S ri 
Actinobacteria; A 


2252468 2252430 1 39 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


219857564 
2252243 2253696 Nocardiopsis composta Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Corynebacterium 
7 Corynebacterium 


terineae; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Streptomyces 

2 Streptomyces 
omycineae; 


ref|NR_025152.1 


Nocardiopsis composta 


Bacteria; 


Nocardiopsaceae; 


kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Nocardiopsis. 
2421267 24212211 47 gi|]219857445 


Nocardiaceae; 
2 


sychrolactophilu 


° 
° 
2 
Pp 
psychrolactophilu 


strain VKM Ac-942 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


217834 Bacteria_16S 


albus strain JL 8 


Streptacidiphilus. 


217834 Bacteria_16S 


spumicola strain 


Nocardioidaceae; 


217834 Bacteria_16S 


strain DSM 44262 


Nocardioidaceae; 


217834 Bacteria_16S 


strain IFM 10088 

strain Al1-3 16S r 
venezuelae strain 
Streptomycetaceae; 


2 


Streptomycetaceae; 
2 


£ 
£ 
Microbacteriaceae; 
2 


2 


217834 Bacteria_16S 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 
hydrogeniphilum Bacteria; 
Thermodesulfobacterium. 
217834 Bacteria_16S 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 
217834 Bacteria_16S 
yonseiensis strain KBl1 16S ribosomal RNA, partial sequence 
Firmicutes; 
217834 Bacteria_16S 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 


217834 Bacteria_16S 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
17834 Bacteria_16S 
livapovliticus strain WW2-SN4a 16S ribosomal RNA, part 
livapovliticus Bacteria; 
17834 Bacteria_16S 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 
Micrococcaceae; Arthrobacter. 
217834 Bacteria_16S 


217834 Bacteria_16S 


3 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
217834 Bacteria_16S 


17834 Bacteria_16S 
albofaciens strain JCM 4342 16S ribosomal RNA, partial 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 


17834 Bacteria_16S 
ritillariae strain VKM Ac-2059 16S ribosomal RNA, part 
ritillariae Bacteria; Actinobacteria; Actinobacteridae; 


17834 Bacteria_16S 
strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
17834 Bacteria_16S 


2261759 22617211 39 gi 


Thermodesulfobacteria; Thermode 


2346550 2346512 1 39 gi 


2387567 2387537 1 31 gi 
Clostridia; Thermoanaerobacterale 
2401156 2401118 1 39 gi 


Ss; 


2448429 2448383 1 47 


gi 
Firmicutes; Lactobacillales; 
2454563 2454525 1 39 gi 


2510317 2510279 1 39 gi 
16S ribosomal RNA, partial sequence 


2534563 2534525 1 39 gi 


2552111 2552065 1 47 gi 


complete sequence 


2587534 2587496 1 39 gi 


2612169 2612123 1 47 


gi 


2656430 2656392 1 39 gi 


1 


2687935 2687889 1 47 


gi 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
217834 Bacteria_16S 


2747783 2747745 1 39 gi 


2771845 2771799 1 47 


gi 


Streptomyces. 


2776455 2776409 1 47 


gi 


Streptomyces. 


2783921 2783883 1 39 gi 


Okibacterium. 


2814009 2813971 1 39 gi 


2838217 2838179 1 39 gi 


219857558 
sulfobac 


219857496 


219857468 


219857420 
ial sequen 
Carnobacte 
219857415 
sequence 


219857370 


219857354 
Ben 108 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 


inomycet 
219857342 
es; 
219857276 
Ben 107 16S ribosomal RNA, partial sequence 


spumicola Bacteria; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 


inomycet 


219857257 
16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
217834 Bacteria_16S 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partia 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


219857219 
sequence 


219857197 


219857155 
2747544 27 


219857136 
JCM 4526 16S ribosomal RNA, partial sequence 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


219857132 
sequence 
Actinomyc 


219857127 
ial sequen 


Actinomy 


219857107 
2813767 28152 


219856898 


Actinomycetales; 


23873 


Actino: 


25100 
Stre 


25518 
Stre 


Actin 


891 


488 


ref|NR_025146.1 
2261503 22629 
teriales; 


ref |NR_025084.1 
2346319 23477 


ref|NR_025056.1 


ref|NR_025047.1 
2400924 24023 
etales; Strepto 


ref|NR_025033.1 
2421026 24225 
mycetales; 


ref|NR_025008.1 
ce 2448175 24496 
riaceae; 
ref|NR_025003.1 
2454319 24557 
tinomycetales; 


ref |NR_024958.1 


ref|NR_024942.1 
2534307 25357 
ales; 


ref|NR_024930.1 


ptomycineae; 


ref|NR_024907.1 
2587275 25887 
ales; 


ref |NR_024888.1 
18 Amycolatopsis 
eae; 
ref |NR_024847.1 

2656189 26576 
omycetales; 


ref |NR_024825.1 
13 Nocardia sien 
eae; 
ref |NR_024783.1 
84 Arthrobacter 


ref|NR_024764.1 
2771601 27730 
tales; 


ref|NR_024760.1 
2776208 27776 
etales; 


ref|NR_024755.1 
ce 2783663 27851 
cetales; 


ref|NR_024735.1 
09 Tetrasphaera 


ref|NR_024717.1 


9 
Thermodesulfobacteriaceae; 


7 
Micrococcineae; 


7 
sporangineae; 


0 
Corynebacterineae; 


8 
Alkalibacterium. 


3 
Micrococcineae; 


8 
Propionibacterineae; 


4 
Propionibacterineae; 


6 
Propionibacterineae; 


Nocardiaceae; 


; Micrococcaceae; 


8 
Streptomycineae; 


9 
Streptomycineae; 


6 
Micrococcineae; 


; Intrasporangiaceae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


Arthrobacter 
5 Arthrobacter 


Thermoanaerobacter 


07 2388807 Thermoanaerobacter yonseiensis 
Thermoanaerobacteraceae; 
219857459 


Thermoanaerobacter. 
Nocardiopsis 
2 Nocardiopsis 


Rhodococcus 
2 Rhodococcus 


Alkalibacterium 
1 Alkalibacterium 
Arthrobacter 
2 Arthrobacter 


Nocardiopsis trehalosi 


68 2511541 Nocardiopsis trehalosi 
ptosporangineae; 


Nocardiopsaceae; 


Friedmanniella 
3 Friedmanniella 


Streptacidiphilus 


53 2553362 Streptacidiphilus albus 
Streptomycetaceae; 


Friedmanniella 
9 Friedmanniella 


Amycolatopsis alba 
alba Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Nocardioides 
3 Nocardioides 


Nocardia sienata 

ata Bacteria; 

Nocardia. 
Arthrobacter russicus 
russicus Bacteria; 
Arthrobacter. 
Streptomyces 

3 Streptomyces 


Streptomyces 
6 Streptomyces 


Okibacterium 
8 Okibacterium 


Tetrasphaera elongata 
elongata Bacteria; 
Tetrasphaera. 
Agromyces bracchium 


strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


strain IFO 16235 


217834 Bacteria_16S 


2839779 2839741 1 39 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


strain CM-10 16S 


217834 Bacteria_16S 


2893796 2893758 1 39 
ribosomal RNA, partial sequence 


gi 


219856897 
16S ribosomal RNA, partial sequence 2839520 28410 


219856860 
2893553 28949 


occineae 


ref |NR_024716.1 


; Microbacteriac 
ref|NR_024679.1 


Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
217834 Bacteria_16S 2895291 2895253 1 39 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
217834 Bacteria_16S 2896785 2896747 1 39 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

217834 Bacteria_16S 2901323 2901285 1 39 gi|219856855|ref|NR_024674.1| Leucobacter albus 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
217834 Bacteria_16S 2955933 2955895 1 39 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

217834 Bacteria_16S 2957392 2957354 1 39 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

217834 Bacteria_16S 2958852 2958814 1 39 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

217834 Bacteria_16S 2969579 2969541 1 39 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

217834 Bacteria_16S 2978748 2978702 1 47 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

217834 Bacteria_16S 2984872 2984826 1 47 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

217834 Bacteria_16S 3012198 3012160 1 39 gi|219846915|ref|NR_026507.1| Marmoricola 


aurantiacus strai 
aurantiacus Bacte 


Nocardioidaceae; 


217834 Bacteria_16S 


hortensis strain 


hortensis Bacteri 


n BC361 16S ribosomal RNA, partial seque 


HKI 0125 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 


ria; Actinobacteria; Actinobacteridae; Actinomyc 
Marmoricola. 
3045608 3045570 1 39 gi|219846891 


nce 


ence 
inomycet 


2 


Intrasporangiaceae; 
17834 Bacteria_16S 


Ornithinicoccus. 
3068232 3068194 1 


39 


gi 


219846876 


3011945 30134 
etales; Propion 


4 
i 


ref |NR_026483.1 
3045360 304685 
ales; Micrococci 


ref|NR_026468.1 


1 Marmoricola 
bacterineae; 


Ornithinicoccus 
1 Ornithinicoccus 


neae; 


Microbacterium 


esteraromaticum s 


esteraromaticum B 


train DSM 8609 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacterida 


1 sequen 
e; Actin 


ce 3067998 3069460 Microbacterium 
omycetales; Micrococcineae; 


Microbacteriaceae; 


2 


17834 Bacteria_16S 


Microbacterium. 


3096929 3096883 1 


47 


gi 


219846857 


ref|NR_026449.1 


Corynebacterium 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 
2 
resistens strain 
resistens Bacteri 
Microbacterium. 
2 
f 


alsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


217834 Bacteria_16S 


strain DSM 11140 


17834 Bacteria_16S 


17834 Bacteria_16S 


MMZ 2439 16S ribosomal RNA, partial sequ 
; Actinobacteria; Actinobacteridae; Acti 
e; Corynebacterium. 

3114855 3114817 1 39 gi 
DMMZ 1710 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


3147882 3147836 1 47 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3225393 3225355 1 39 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


217834 Bacteria_16S 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


217834 Bacteria_16S 


3252613 3252575 1 39 gi 


Strept 


219846845 


219846823 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 


219846752 


ence 
nomyceta 


uence 
inomycet 


31476 
es; 


occineae 


osporang 


3255603 3255565 1 39 gi 


219846750 


Corynebacterineae; 


3096668 309807 
les; Corynebacte 


1 Corynebacterium 
rineae; 


ref |NR_026437.1| Microbacterium 
3114620 3116080 Microbacterium 
ales; Micrococcineae; Microbacteriaceae; 


ref|NR_026415.1| Corynebacterium 
42 3149116 Corynebacterium falsenii 
Corynebacteriaceae; 


ref|NR_026362.1| Janibacter limosus 

21 Janibacter limosus Bacteria; 

; Intrasporangiaceae; Janibacter. 
ref|NR_026344.1| Actinomadura kijaniata 
26 Actinomadura kijaniata Bacteria; 
ineae; Thermomonosporaceae; 


lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 


ref |NR_026342.1| Nocardiopsis 
3255372 3256832 Nocardiopsis 


lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 
2 
strain DSM 43377 

dassonvillei subs 


Actinomycetales; 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
217834 Bacteria_16S 


strain DSM 2062 1 


2 
citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 
2 
strain DSM 20167 


2 
protophormiae str 
protophormiae Bac 
M 
2 

strain DSM 20546 


2 
strain DSM 20545 


nicotianae strain 
nicotianae Bacter 
rthrobacter. 


rystallopoietes 
rystallopoietes 
icrococcaceae; A 


lobiformis strai 
lobiformis Bacte 
rthrobacter. 


arinonascens str 
arinonascens Bac 
Nocardiaceae; Rho 
2 
strain DSM 43045 
Actinobacteria; A 


BBNPAQNZAANPD 


217834 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


iquefaciens stra 
iquefaciens Bact 
icrobacteriaceae 


17834 Bacteria_16S 


Nocardiopsis dassonvillei subsp. 


217834 Bacteria_16S 


17834 Bacteria_16S 


icrococcaceae; Arthrobacter. 
17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


Nocardiopsis. 


3258628 3258590 1 39 gi 
Stre 
3260138 3260100 1 39 gi 


albirubida strain DSM 40465 16S rib 


pt 


p- os 


Streptosporangineae; Nocardiopsaceae; No 
3371232 33711941 39 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 
3393917 3393879 1 39 gi 
oc 
3395426 3395388 1 39 gi 

43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


3399990 3399952 1 39 gi 
oc 
3458475 3458437 1 39 gi 
ain DSM 20168 16S ribosomal RNA, parti 


teria; Actinobacteria; Actinobacterida 


al 
e; 
3461516 3461478 1 39 gi 
oc 


3464562 3464524 1 39 gi 
oc 
3466085 3466047 1 39 gi 
DSM 20123 16S ribosomal RNA, partial 


ia; Actinobacteria; Actinobacteridae; 


se 
Ac 


3467607 3467569 1 39 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

3470651 3470613 1 39 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


rt 
id 


s 
A 


3476746 3476700 1 47 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3503866 3503828 1 


al 
e; 


39 gi 


ctinobacteridae; Actinomycetales; Microc 
3506915 3506877 1 39 gi 
DSM 20166 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


3508436 3508398 1 39 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 


2 
1 
7 


, 


2 
1 
1 
M 
2 


imperiale strain 
imperiale Bacteri 
Microbacterium. 

2 


strain DSM 7485 1 
Actinobacteria; A 
2 
strain DSM 7486 1 
Actinobacteria; A 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


3509958 3509920 1 39 gi 
DSM 20530 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
3513002 3512964 1 39 gi 
ctinobacteridae; Actinomycetales; Micr 
3514526 3514488 1 39 gi 


oc 


ctinobacteridae; Actinomycetales; Microc 


217834 Bacteria_16S 


219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 


217834 Bacteria_16S 219846747 


219846669 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


17834 Bacteria_16S 219846648 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


17834 Bacteria_16S 219846603 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
17834 Bacteria_16S 219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
217834 Bacteria_16S 


219846598 


219846597 


219846595 


219846591 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 


219846571 


19846570 


219846569 


219846567 
6S ribosomal RNA, partial sequence 3512760 35142 


219846566 
6S ribosomal RNA, partial sequence 3514284 35157 


Streptos 


ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
omal RNA, partial sequen 


osporang 


is. 
ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


cardiops 


33709 
Stre 


e 
es; 


ref |NR_026241.1 


; Brevibacteriac 
ref |NR_026240.1 
98 3396650 Promic 
ococcineae; Pro 


occineae 


ce 33951 
es; Micr 


ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref|NR_026195.1 
sequence 3458220 345969 
Actinomycetales; Microc 


occineae 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026191.1 


occineae 


; Micrococcaceae 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


occineae 


quence 
tinomyce 


ref 
ence 
nomy 


NR_026189.1 
34673 
cetales; Mi 


ial sequ 
ae; Acti 


, 


equence 


ctinomycetal 


ref|NR_026183.1 
e 3476498 3 
ales; C 


sequenc 
Actinomycet 


ref |NR_026165.1 


; Microbacteriac 
ref|NR_026163.1 
3506673 350814 
ales; Micrococc 


occineae 


uence 
inomycet 


sequence 


Actinomycetales; Mi 
ref|NR_026161.1 
3509716 351118 


ales; Micrococci 


uence 
inomycet 


’ 


ref|NR_026159.1 

33 Rathayibacter 
occineae; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 


occineae; Microbacteriac 


3516048 3516010 1 39 gi 


219846565 


porangineae; 


Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


micromonosporaceae H 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


, 


Arthrobacter. 
Arthrobacter pascens 


79 Arthrobacter pascens Bacteria; 


; Arthrobacter. 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Rhodococcus 
1 Rhodococcus 


bacterineae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 


ref|NR_026157.1 


Curtobacterium luteum 


strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


strain DSM 20528 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


mediocidica strai 
mediocidica Bacte 


Streptomycetaceae; 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
217834 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 
2 
strain IFO 15965 


strain CM2104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
17834 Bacteria_16S 


2 
strain 20-5 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

217834 Bacteria_16S 4058230 4058192 1 39 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

217834 Bacteria_16S 4071817 4071779 1 39 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

217834 Bacteria_16S 4112665 41126271 39 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

217834 Bacteria_16S 4115572 4115526 1 47 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

217834 Bacteria_16S 4130840 41307941 47 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

217834 Bacteria_16S 4216544 4216506 1 39 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

217834 Bacteria_16S 124608 124575 1 34 gi| 265678979 |ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

217834 Bacteria_16S 148766 148733 1 34 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

217834 Bacteria_16S 620000 619963 1 38 gi|265678638|ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
217834 Bacteria_16S 868587 868554 1 34 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

217834 Bacteria_16S 1768804 1768767 1 38 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

217834 Bacteria_16S 2389093 2389056 1 38 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

217834 Bacteria_16S 2739063 2739030 1 34 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 
217834 Bacteria_16S 3500902 3500861 1 42 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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217834 Bacteria_16S 69896 69872 1 25 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

217834 Bacteria_16S 72987 72947 1 41 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

217834 Bacteria_16S 100120 100080 1 41 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

217834 Bacteria_16S 103207 103167 1 41 gi| 265678994 |ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

217834 Bacteria_16S 107715 107675 1 41 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

217834 Bacteria_16S 150346 150306 1 41 gi| 265678962 |ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

217834 Bacteria_16S 159630 159594 1 37 gi|265678956|ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

217834 Bacteria_16S 161118 161078 1 41 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

217834 Bacteria_16S 180836 180796 1 41 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

217834 Bacteria_16S 187063 187023 1 41 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

217834 Bacteria_16S 197646 197606 1 41 gi| 265678931 |ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

217834 Bacteria_16S 219453 219413 1 41 gi| 265678916 |ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

217834 Bacteria_16S 220906 220866 1 41 gi| 265678915 |ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

217834 Bacteria_16S 226897 226857 1 41 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

217834 Bacteria_16S 228403 228363 1 41 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
217834 Bacteria_16S 242373 242345 13 41 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

217834 Bacteria_16S 398364 398324 1 41 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

217834 Bacteria_16S 417051 417011 1 41 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
217834 Bacteria_16S 452496 452456 1 41 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 
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ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


41 gi 


sequence 


41 gi 


41 gi 
ribosomal 


donocardin 
265678458 

88012 
ales; Pseu 
265678436 


dae; Actin 


265678435 
RNA, part 


; Actinosy 

41 gi| 265678433 
917039 91855 
Corynebacterin 

41 gi| 265678432 
918602 92011 
Corynebacterin 

25 gi| 265678424 
tial seque 
Clostridia; Clostridial 
41 gi| 265678406 


ae; Anoxybacillus. 


artial sequence 


ref|NR_029036.1 
3 481120 Mycoba 


ref|NR_029006.1 
525601 527141 


ref|NR_029002.1 


ref |NR_028994.1 
Nocardiacea 
ref |NR_028979.1 
Conexiba 


ref|NR_028964.1 


ref |NR_028952.1 
0 607435 Oceano 


ref |NR_028949.1 

610536 612079 
; Lactobacillus. 
ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 
ref |NR_028925.1 
9 Arthrobacter 
; Micrococcaceae 
ref|NR_028865.1 

730321 731827 
bacillus. 
ref |NR_028832.1 

776745 77822 
omycetales; Cory 


ran 


ref|NR_028789.1 
cillus uzenensis 
ref |NR_028773.1 


Bulleidia. 
NR_028763.1 


eae; 
ref 


eae; Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 
ref |NR_028738.1 
912332 
omycetales; Pseu 


ref 
ial 


NR_028737.1 
sequence 


nnema. 
ref|NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


Gordoniacea 
NR_028726.1 

930884 

Clostridiace 


eae; 
ref 
nce 
es; 
ref 


Mycobacterium 
cterium boenickei 


Corynebacterineae; Mycobacteriaceae; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Conexibacter woesei 


3  Conexibacter woesei Bacteria; 
onexibacteraceae; 


cter. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Oceanobacillus 
bacillus picturae 


Lactobacillus 
Lactobacillus 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 
Solibacillus 
Solibacillus 


Gordonia 
Gordonia 


nebacterineae; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


m Bacteria; Actinobacteria; Actinobacteridae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Clostridium 

932385 Clostridium 
ae; Clostridium. 
Geobacillus 


NR_028708.1 


caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


strain IFM 10035 


strain IFM 0784 1 


strain IFM 0575 1 


217834 Bacteria_16S 


1038577 1038537 1 41 


1040086 1040046 1 41 


1041624 1041584 1 41 


gi 
16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
217834 Bacteria_16S gi 
6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
217834 Bacteria_16S gi 
6S ribosomal RNA, partial sequence 1041385 10428 


265678352 


265678351 


265678350 


nebacterin 


nebacterin 


ref |NR_028654.1 


Nocardiace 
NR_028653.1 


eae; 
ref 


Nocardiace 
NR_028652.1 


eae; 
ref 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 
a 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
a 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

217834 Bacteria_16S 1043184 1043144 1 41 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

217834 Bacteria_16S 1044740 1044700 1 41 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

217834 Bacteria_16S 1052315 1052275 1 41 gi|265678342|ref|NR_028644.1| Nocardia asiatica 


strain IFM 0245 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
217834 Bacteria_16S 1055314 10552741 41 gi|265678340|ref|NR_028642.1 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 105655 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 
217834 Bacteria_16S 1074861 1074821 1 41 gi| 265678327 |ref|NR_028629.1 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 107593 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

217834 Bacteria_16S 1086804 1086764 1 41 gi|265678318|ref|NR_028620.1 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 


Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 1133703 1133663 1 41 gi| 253680767 |ref|NR_028015.1 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 113488 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

217834 Bacteria_16S 1136710 1136682 11 39 gi| 253680765 |ref|NR_028013.1 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
217834 Bacteria_16S 1235097 1235057 1 41 gi| 219878254 |ref|NR_025393.1 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 123486 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Co 
Mycobacteriaceae; Mycobacterium. 

217834 Bacteria_16S 1250142 1250102 1 41 gi|219857412|ref|NR_025000.1 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

217834 Bacteria_16S 1265143 1265103 1 41 gi|219846539|ref|NR_026131.1 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

217834 Bacteria_16S 1296646 1296606 1 41 gi|219857534|ref|NR_025122.1 


strain 2DT 16S ri 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 1314919 1314879 1 41 gi| 228716557 |ref|NR_027552.1 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 131617 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 1350236 1350196 1 41 gi|228720546|ref|NR_027594.1 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 13514 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; G 
217834 Bacteria_16S 1356241 1356201 1 41 gi|228720131|ref|NR_027589.1 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 135748 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiacea 
217834 Bacteria_16S 1393804 1393764 1 41 gi| 228715897 |ref|NR_027542.1 


strain TMO 16S ri 
Thermotogae; Ther 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
217834 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 
2 


WM1 Bacteria; Fir 


217834 Bacteria_16S 


17834 Bacteria_16S 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 


bosomal RNA, partial sequence 


1475705 1475665 1 41 
in DSM 44156 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacterid 
Mycobacterium; Mycobacterium avium 
1491017 1490993 1 25 


micutes; Clostridia; Clostridiales; 


gi 


gi 


6S ribosomal RNA, partial sequence 1052113 10535 


1296399 12978 


1393543 13950 


motogales; Thermotogaceae; Thermotoga. 
1439488 1439448 1 41 gi| 224581428 
ribosomal RNA, partial sequence 1439230 14407 


219878445 
ia 
ae 
co 


’ 


219846902 


Clostridiace 


donocardin 


1 sequence 
Actinomy 
mplex (MAC 


ref|NR_027210.1 
eae; Actinosynne 
ref|NR_025584.1 

1475465 147693 
cetales; Coryneb 
ie 


ref 


NR_026494.1 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Paraliobacillus 
2 Paraliobacillus 


Rhodococcus 
5 Rhodococcus 
bacterineae; 
Bacillus akibai strain 
ria; Firmicutes; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 


ycobacteriaceae; 


Clostridium grantii Al 
Firmicutes; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Clostridium 

9 Clostridium 

e; Clostridium. 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Mycobacterium avium 

6 Mycobacterium avium 

acterineae; 


Clostridium 


ae; Clostridium. 


1490749 1492247 Clostridium saccharolyticum 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Nocardia 
6 Nocardia 
ebacterineae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 

Anoxybacillus 
acillus ayderensis 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Anoxybacillus 
3 Anoxybacillus 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


Lentzea. 
humi strain 
Firmicutes; 


mataceae; 
Bacillus 
Bacteria; 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Bacillus 
2 1652677 Bacillus 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Halobacillus 
cillus karajensis 


Mycobacterium 
1 Mycobacterium 


erineae; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 


217834 Bacteria_16S 1508955 1508915 1 41 gi|219846290|ref|NR_025880.1 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 150868 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillacea 
217834 Bacteria_16S 1513403 1513363 1 41 gi|219878119|ref|NR_025258.1 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 15146 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 1520903 1520863 1 41 gi|219857610|ref|NR_025199.1 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Nocardia. 

217834 Bacteria_16S 1536121 1536081 1 41 gi|219857378|ref|NR_024966.1 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 153737 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Actinosynnemataceae; Saccharothrix. 

217834 Bacteria_16S 1539243 1539203 1 41 gi|219857376|ref|NR_024964.1 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossi 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
217834 Bacteria_16S 1554374 1554334 1 41 gi| 219857209 |ref|NR_024837.1 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxyb 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

217834 Bacteria_16S 1560272 1560232 1 41 gi| 219846147 |ref|NR_025737.1 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 156148 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Mycobacteriaceae; Mycobacterium. 

217834 Bacteria_16S 1561793 1561753 1 41 gi| 219846143 |ref|NR_025733.1 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 156291 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
217834 Bacteria_16S 1573770 1573730 1 41 gi|219856868|ref|NR_024687.1 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 15750 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
217834 Bacteria_16S 1575295 1575255 1 41 gi| 219856867 |ref|NR_024686.1 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
217834 Bacteria_16S 1585983 1585943 1 41 gi| 219878487 |ref|NR_025626.1 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi 
Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 1636264 1636224 1 41 gi|219878452|ref|NR_025591.1 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteri 
Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 1637755 1637715 1 41 gi|219878451|ref|NR_025590.1 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacte 
Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 1651440 1651400 1 41 gi|219878441|ref|NR_025580.1 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 165119 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
217834 Bacteria_16S 1683544 1683504 1 41 gi|219878419|ref|NR_025558.1 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 168328 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
217834 Bacteria_16S 1684998 1684958 1 41 gi|219878418|ref|NR_025557.1 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 16861 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 1689548 1689508 1 41 gi|219878414|ref|NR_025553.1 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planoc 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

217834 Bacteria_16S 1701979 1701939 1 41 gi| 219878406 |ref|NR_025545.1 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

217834 Bacteria_16S 1726233 1726193 1 41 gi|219878390|ref|NR_025529.1 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 172747 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Mycobacteriaceae; Mycobacterium. 

217834 Bacteria_16S 1752155 17521151 41 gi|219878372|ref|NR_025511.1 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 1758377 1758337 1 41 gi|219878366|ref|NR_025505.1 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 17596 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
217834 Bacteria_16S 1809754 18097141 41 gi|219878329|ref|NR_025468.1 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 18109 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
217834 Bacteria_16S 1823578 1823538 1 41 gi|219878320|ref|NR_025459.1 
strain DSM 10404 16S ribosomal RNA, complete sequence 


Bacteria; Firmicu 


tes; Bacillales; Bacillaceae; 


Halobacillus. 


Halobacillus trueperi 


1823301 1824836 Halobacillus trueperi 


17834 Bacteria_16S 


1840344 1840304 1 


41 


araplantarum strain DSM 10667 16S ribosomal RNA, partial 


2 
Pp 
paraplantarum Bac 
2 


teria; Firmicutes; 


Lactobacillales; 


1843448 1843408 1 


41 


17834 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


strain 3S-1 16S r 
Firmicutes; Bacil 


strain DSM 11713 


irmicutes; Bacil 


F 
2 
psychrotolerans s 
psychrotolerans B 
2 


strain DSM 20285 
Firmicutes; Lacto 


217834 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


217834 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


217834 Bacteria_16S 
FR-11 16S ribosomal RNA, partial sequence 20316 
tes; Bacillales; Alicyclobacillaceae; 
217834 Bacteria_16S 
rain 2554/91 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


hesperidum strain 
Bacteria; Firmicu 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


217834 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


217834 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


217834 Bacteria_16S 


scrofulaceum stra 


Mycobacteriaceae; 


217834 Bacteria_16S 


bacillales; 


lales; 


S ribosomal RNA, partial sequence 
Carnobacteriaceae; 
1870707 1870667 1 
ibosomal RNA, partial sequence 


41 


Geobacillus. 


Isobaculum 


217834 Bacteria_16S 


17834 Bacteria_16S 
train DSM 11706 16S ribosomal 


17834 Bacteria_16S 


Bacillaceae; 
1890766 1890726 1 
lales; Bacillaceae; 
1892287 1892247 1 


acteria; Firmicutes; 
1917776 1917736 1 


bacillales; 
1940552 1940512 1 
lales; Bacillaceae; 
1945262 1945222 1 


lales; Bacillaceae; 
2031911 2031871 1 


2090230 2090190 1 


Mycobacterium. 

2119202 2119162 1 
ribosomal RNA, 
lales; Bacillaceae; 
2123697 2123657 1 
ribosomal RNA, 
lales; Bacillaceae; 
2129747 2129723 17 
in ATCC 


Mycobacterium. 


217834 Bacteria_16S 
ATCC 27282 16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


217834 Bacteria_16S 


strain MUP 1182 1 


Actinobacteria; Actinoba 
217834 Bacteria_16S 
taiwanensis strain LS-29 


2131277 21312371 


a; 
Mycobacterium. 
2147846 2147806 1 
6S ribosomal RNA, 


2155333 2155293 1 


ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycet 


41 


16S ribosomal RNA, partial sequence 1890504 18919 
Bacillus. 


41 


Bacillales; 


41 


16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; 


41 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


41 


16S ribosomal RNA, partial sequence 1945009 19464 
Bacillus. 


41 


41 


41 


partial sequence 
Halobacillus. 


41 


partial sequence 
Bacillus. 


41 


19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 


41 


41 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterin 


41 


3 16S ribosomal RNA, partial sequence 


Pediococcus. 


partial 


taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacte 
Rubrobacteraceae; Rubrobacter. 

217834 Bacteria_16S 2161386 2161346 1 41 gi| 219857627 
strain F829 16S ribosomal RNA, partial sequence 2161153 21625 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
217834 Bacteria_16S 2169084 2169044 1 41 gi|219857622 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteri 
217834 Bacteria_16S 2185758 2185718 1 41 gi| 219857608 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 21855 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnoba 
217834 Bacteria_16S 2191858 2191818 1 41 gi|219857604 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 21930 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

217834 Bacteria_16S 2194845 2194805 1 41 gi| 219857602 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Nocardiaceae; Rhodococcus. 

217834 Bacteria_16S 2196371 2196331 1 41 gi|219857601 
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gi 
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gi 
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ref|NR_025447.1 


Lactobacillus 


sequence 1840072 1841573 Lactobacillus 


Lactobacillus. 


ref 


Isobaculum melis 


NR_025445.1 


97 Isobaculum melis Bacteria; 


ref |NR_025426.1 
75 Geobacillus vulcani Bacteria; 


Geobacillus vulcani 


Bacillus. 


Alicyclobacillus. 


Actinomycetales; 


Actinomycetales; 


ref |NR_025409.1 


ref |NR_025408.1 
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ref|NR_025388.1 


ref |NR_025373.1 


ref |NR_025370.1 


ref |NR_025313.1 
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ref |NR_025268.1 
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ref|NR_025244.1 
54 Halobacillus 


ref |NR_025241.1 


ref |NR_025237.1 
e 2129523 213098 
Coryneb 


NR_025236.1 
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ref 


ND 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref |NR_025220.1 

2155131 215660 
rales; Rubrobact 
ref|NR_025216.1 
eae; Nocardiacea 
ref|NR_025211.1 

2168820 217030 
aceae; Carnobact 
ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025190.1 
2194621 219603 
ycetales; Coryne 


ref |NR_025189.1 


pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Rubrobacter 
6 Rubrobacter 
erineae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Carnobacterium 
5 Carnobacterium 
erium. 
Carnobacterium 
acterium viridans 


Amphibacillus tropicus 
tropicus Bacteria; 


Rhodococcus 
1 Rhodococcus 


bacterineae; 


Lactobacillus 


2196082 219764 


0 Lactobacillus 


217834 Bacteria_16S 2232684 2232644 1 41 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

217834 Bacteria_16S 2266401 2266361 1 41 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

217834 Bacteria_16S 2284781 2284741 1 41 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 2305777 2305737 1 41 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

217834 Bacteria_16S 2311854 2311814 1 41 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

217834 Bacteria_16S 2342011 23419711 41 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
217834 Bacteria_16S 2381449 2381409 1 41 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 


strain YKJ-10 16S 
Firmicutes; Bacil 


strain IMMIB D-15 


strain AS4.1521 1 


217834 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2382980 2382940 1 41 
92 16S ribosomal RNA, partial 


gi 


2437757 2437717 1 41 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


217834 Bacteria_16S 
koreense strain J 


Bacteria; Firmicu 


217834 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


217834 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


217834 Bacteria_16S 


strain DNP505 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
217834 Bacteria_16S 2507274 2507234 1 41 gi| 219857372 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 25070 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

217834 Bacteria_16S 2564472 2564432 1 41 gi|219857291 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequen 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; 

217834 Bacteria_16S 2569029 2568989 1 41 gi| 219857288 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 

frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Cl 
217834 Bacteria_16S 2572135 25721111 25 gi| 219857286 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiale 
217834 Bacteria_16S 2629155 2629115 1 41 gi| 219857239 


strain Se-1 16S r 


Deinococcus-Thermus; 
217834 Bacteria_16S 


strain CIP 103464 


2443844 2443804 1 41 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2453038 2452998 1 41 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2463489 2463449 1 41 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
2496545 2496505 1 41 
ribosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 

Deinococci; Thermales; Thermaceae; 
2639755 2639715 1 41 gi 

16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


manihotivorans st 
manihotivorans Ba 


strain MS1-3 16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


2672896 2672856 1 41 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2677436 2677396 1 41 gi 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


psychrotolerans s 
psychrotolerans B 


straminisolvens s 
straminisolvens B 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


2680508 2680468 1 41 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 

2682065 2682025 1 41 gi 
train CSK1 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
2689429 2689389 1 41 gi 


sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
217834 Bacteria_16S 


Clostrid 


2381197 23827 


ne 


e 
mi 


1 
ti 


s 
ia 


2628913 26303 


HY 


ne 


e 


ac 


ne 


1 
Ca 


se 
ri 


219857471 
ne 
219857429 
6S ribosomal RNA, partial sequence 2437523 24389 
219857423 
219857417 


219857407 


219857385 
2496307 24977 


219857231 
219857207 
219857204 
2677198 26786 


219857202 


219857201 


23827 


bacterin 


bacterin 


24435 
crobium. 


sequence 
nomyceta 


equence 
les; Clo 


hermus. 


26395 
bacterin 


sequence 
tobacill 
bacterin 


sequence 
rnobacte 


quence 
diales; 


Ss; 


219857196 


caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 


ref 


eae; 
ref 


eae; 


ref 


ref 


ceae 
ref 


stri 
ref 


eae; 
ref 


Ther 
ref 


ostr 


ref 


ref 


ref 


acea 
ref 


riac 
ref 


Clos 
ref 


2452794 24542 


v 


2463226 24647 
diaceae; Cl 


cteriaceae; 


2568768 25702 
idiaceae; 


2571864 25733 
Clostridiace 


Mycobacter 


2672606 26741 
e; Lactobac 


Nocardiace 


2680270 26817 
eae; Alkali 


2681812 26832 
tridiaceae; 


NR_025059.1 
52 2384208 Nocar 
Nocardiace 
NR_025017.1 
44 Nocardia beijingensis Bacteria; 
Nocardiace 
NR_025011.1 
92 2445097 Plano: 


NR_025005.1 


Thermofla 
NR_024995.1 


NR_024973.1 
79 Rhodococcus koreensis Bacteria; 
Nocardiace 
NR_024960.1 
00 2508520 Thermo 
mohalobacte 
NR_024922.1 
ce 2564201 25657 
Euba 
ref|NR_024919.1 
C 
NR_024917.1 


NR_024867.1 
81 Thermus scotoductus Bacteria; 


NR_024859.1 
12 2640976 Mycob 
eae; 


ref |NR_024835.1 


NR_024832.1 
45 Nocardia takedensis Bacteria; 
eae; 


ref|NR_024830.1 


NR_024829.1 


NR_024824.1 


d 


a 


a 


m. 


6 


Vv 


1 


fe} 


a 


0 


4 


1 


7 
a 


a 
i 


6 


i 


a 


6 
b 


5 


01 Bacillus jeotgali Bacteria; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Nocardia beijingensis 


e; Nocardia. 
Planomicrobium 
icrobium koreense 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 
Clostridium 
2 Clostridium 
stridium. 

Rhodococcus koreensis 


e; Rhodococcus. 
Thermohalobacter 
halobacter berrensis 


r. 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Clostridium 
8 Clostridium 
ostridium. 
Clostridium 
7 Clostridium 
e; Clostridium. 
Thermus scotoductus 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Lactobacillus 

4 Lactobacillus 

llus. 

Nocardia takedensis 


e; Nocardia. 
Alkalibacterium 

1 Alkalibacterium 

acterium. 

Clostridium 

8 Clostridium 

Clostridium. 


Hydrogenivirga 


2689164 2690655 Hydrogenivirga 


voinovskiensis st 
voinovskiensis Ba 
2 
Bacillales; Bacil 
2 
strain 15-1 16S r 
Firmicutes; Bacil 


sychrotolerans s 
sychrotolerans B 


aikonurensis str 
aikonurensis Bac 
Rho 


2 
Pp 
Pp 
2 
b 
b 


Nocardiaceae; 
2 
strain IFO 16295 


217834 Bacteria_16S 
rain TH13 16S ribosomal RNA, partial s 


17834 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


17834 Bacteria_16S 


17834 Bacteria_16S 
train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 

17834 Bacteria_16S 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae; 


17834 Bacteria_16S 


2696751 26967111 41 
cteria; Firmicutes; Bacillales; 
2698305 2698265 1 41 


laceae; Bacillus. 
2711844 2711804 1 41 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2731643 2731603 1 41 


acteria; Firmicutes; 


2746381 2746341 1 41 


dococcus. 


2770308 2770268 1 41 


219857190 
equence 
aceae; Ano 
219857189 


gi 


Bacill 
gi 


2698052 2699555 Bacil 


gi|219857180 
2711598 27129 


219857166 
sequence 
Carnobacte 
219857156 
equence 


gi 


gi 


gi| 219857137 


16S ribosomal RNA, partial sequence 2770058 27715 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


strain DSM 5069 1 
Bacteria; Thermot 


strain MK703-102F 


217834 Bacteria_16S 


217834 Bacteria_16S 


2790017 2789977 1 41 


ogae; Thermotogales; 


2833710 2833670 1 41 


1 16S ribosomal RNA, partial sequence 


gi|219857123 


6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


Thermotoga. 
219856901 
28334 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


strain IFO15566 1 
Firmicutes; Bacil 


strain IFO15718 1 
Firmicutes; Bacil 


strain JCM9070 16 
Firmicutes; Bacil 


strain IFO 15616 


217834 Bacteria_16S 
6S ribosomal RNA, partial sequence 


217834 Bacteria_16S 
6S ribosomal RNA, partial sequence 


217834 Bacteria_16S 
S ribosomal RNA, partial sequence 


217834 Bacteria_16S 


2872322 2872282 1 41 


lales; Bacillaceae; Bacillus. 
2875486 2875446 1 41 


lales; Bacillaceae; Bacillus. 
2881751 28817111 41 


lales; Bacillaceae; Bacillus. 
2902861 2902825 1 37 


gi| 219856876 
2872057 28735 


gi|219856874 
2875223 28767 


gi| 219856870 
2881499 28830 


gi|219856854 


16S ribosomal RNA, partial sequence 2902597 29040 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
217834 Bacteria_16S 2905923 2905883 1 41 gi| 219856852 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 29056 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
217834 Bacteria_16S 2910558 2910518 1 41 gi| 219856849 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 
217834 Bacteria_16S 2937776 2937736 1 41 gi| 219856831 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Pseudonocardiaceae; Actinoalloteichus. 

217834 Bacteria_16S 2939294 2939254 1 41 gi| 219856830 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 29405 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
217834 Bacteria_16S 2954416 2954376 1 41 gi| 219856820 


strain IFO 16068 


16S ribosomal RNA, partial sequence 2954180 29556 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


strain IFO 15059 


217834 Bacteria_16S 


217834 Bacteria_16S 


2986394 2986354 1 41 
train NCIMB 13082 16S ribosomal 


dococcus. 


2987916 2987876 1 41 


acteria; Actinobacteria; Actinobacteri 


219846932 
artial seq 
dae; Actin 


gi 
RNA, p 


gi| 219846931 


16S ribosomal RNA, partial sequence 2987680 29891 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


2 
flavithermus stra 
flavithermus Bact 


strain DSM 3670 1 
Firmicutes; Bacil 


strain HN3-7 16S 


Deinococcus-Thermus; 
17834 Bacteria_16S 


2 


17834 Bacteria_16S 
in DSM 2641 16S ribosomal RNA, partial 
Bacillac 
217834 Bacteria_16S 


217834 Bacteria_16S 


2998552 2998512 1 41 


Firmicutes; Bacillales; 
3000125 3000085 1 41 


eria; 


lales; Bacillaceae; 
3019721 3019681 1 41 
ribosomal RNA, partial sequence 
Deinococci; Thermales; 
3022780 3022740 1 


41 


Thermaceae; 


219846924 
sequence 
eae; Anoxy 
219846923 


gi 


gi 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


gi|219846910 
3019481 30209 
Thermus. 

219846908 


gi 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; Gor 


donia. 


Actinomycet 


Anoxybacillus 
1 Anoxybacillus 


NR_024818.1 
0 


Bacillus asahii strain 
ria; Firmicutes; 


NR_024817.1 
asahii Bacte 


ref|NR_024808.1| Bacillus vietnamensis 
85 Bacillus vietnamensis Bacteria; 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 


ref|NR_024794.1 
2731401 273285 
riaceae; Marinil 
ref|NR_024784.1] Rhodococcus 
2746146 2747493 Rhodococcus 
ales; Corynebacterineae; 


ref|NR_024765.1| Rhodococcus jostii 
50 Rhodococcus jostii Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


ref|NR_024722.1| Nocardia vinacea 
66 2834941 Nocardia vinacea Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref|NR_024673.1| Zimmermannella alba 

77 Zimmermannella alba Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 

ref|NR_024671.1| Williamsia maris 

66 2907143 Williamsia maris Bacteria; 

eae; Williamsiaceae; Williamsia. 

ref|NR_024668.1| Staphylococcus 
2910285 2911776 Staphylococcus 


ref|NR_024650.1| Actinoalloteichus 
2937540 2939007 Actinoalloteichus 
cetales; Pseudonocardineae; 


ref|NR_024649.1| Lentzea albida strain 
28 Lentzea albida Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref |NR_024639.1| Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026524.1] Rhodococcus 

uence 2986156 2987629 Rhodococcus 
omycetales; Corynebacterineae; 


ref|NR_026523.1| Skermania piniformis 
56 Skermania piniformis Bacteria; 

eae; Gordoniaceae; Skermania. 
ref|NR_026516.1| Anoxybacillus 

16 Anoxybacillus 


NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 


ref|NR_026500.1| Gordonia 
3022528 3023984 Gordonia 


strain 7 16S ribo 
Clostridia; Clost 


strain DS1 16S ri 
irmicutes; Clost 


F 
2 
sartagoforme stra 
sartagoforme Bact 
2 
strain HKI 0136 1 
strain TAGA27 16S 


guttoideum strain 
guttoideum Bacter 


strain NZ35 16S r 
Firmicutes; Clost 


strain WV6 16S ri 
Firmicutes; Clost 


DSM 10228 16S rib 
Firmicutes; Clost 


strain DSM 44140 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 
2 
strain DSM 44015 
acteria; Actinob 


B 
2 
uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 

strain DSM 20119 
Actinobacteria; A 
2 
amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


217834 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


217834 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


217834 Bacteria_16S 


strain DSM 43205 
Actinobacteria; A 
2 
strain DSM 4954 1 
Actinobacteria; A 


217834 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


3031898 3031874 1 25 gi 
ridiales; Clostridiaceae; Clostridium. 
3034946 3034906 1 41 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3036469 3036429 1 41 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 


3039508 3039468 1 41 gi 


3093797 3093761 1 37 
ribosomal RNA, partial sequence 


gi 


3157225 3157201 1 25 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3240611 3240571 1 41 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3248231 3248191 1 41 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3264676 3264636 1 41 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; 
3320917 3320877 1 


Clostridiaceae; 
41 gi 


3337590 3337550 1 41 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 
3380390 3380350 1 41 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3398456 3398420 1 37 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3401506 3401478 11 39 gi 
ctinobacteridae; Actinomycetales; Micr 
3431416 3431376 1 41 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 
3432865 3432825 1 41 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3450810 3450770 1 41 


gi 
Thermotogaceae; Thermotoga. 
3463029 3463001 11 39 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 


3472161 34721211 41 


gi 


ctinobacteridae; Actinomycetales; Cory 
3475219 3475179 1 41 gi 


ctinobacteridae; Actinomycetales; Cory 
3528276 3528236 1 41 gi 


ridia; Clostridiales; Clostridiaceae; 


217834 Bacteria_16S 
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Clostrid 
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oc 


eq 
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sak 
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ne 


al 
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al 


s 
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ne 


cl 


219846901 
somal RNA, partial sequence 3031628 3033115 Clost 


219846899 
3034695 30361 


219846898 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
217834 Bacteria_16S 219846859 
3093562 30950 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


217834 Bacteria_16S 219846817 


219846760 
3240430 32418 


219846755 
3247999 32493 


219846744 
3264433 32658 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


217834 Bacteria_16S 219846693 


219846662 


219846646 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 


219846623 


219846621 


219846609 
6S ribosomal RNA, partial sequence 3450571 34520 
motogales; 


217834 Bacteria_16S 219846600 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 


219846592 
6S ribosomal RNA, partial sequence 3474975 34764 


219846557 
6S ribosomal RNA, partial sequence 3528019 35294 
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nebacterineae; 
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ref 

3431175 34325 
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nebacterineae; 
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ref 
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ref 
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41 gi 


219846556 


ref 


NR_026493.1 


NR_026491.1 
66 Clostridium disporicum Bacteria; 


NR_026490.1 
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NR_026149.1 
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e; Gordonia. 
Kocuria palustris 


; Kocuria. 


Desulfotomaculum 
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5 Corynebacterium 
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Corynebacterium 

bacterium xerosis 

orynebacteriaceae; 
Thermotoga elfii 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


Rhodococcus opacus 


e; Rhodococcus. 
Rhodococcus globerulus 


e; Rhodococcus. 
Clostridium quinii 


Clostridium 


homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


2 
DSM 316 16S ribos 
Clostridia; Clost 


strain DSM 286 16 
Firmicutes; Clost 


strain DSM 8723 1 
Firmicutes; Bacil 


strain DSM 8720 1 
Firmicutes; Bacil 
2 
DSM 6307 16S ribo 
Bacillales; Bacil 


strain IndiB4 16S 
Firmicutes; Clost 


thermopalmarium s 
thermopalmarium B 


celerecrescens st 
celerecrescens Ba 


strain NCIMB 1493 
Firmicutes; Bacil 
2 
komossense strain 
Bacteria; Actinob 
Mycobacterium. 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


strain 3015 16S r 
Actinobacteria; A 


strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 


strain Pasteur II 
Firmicutes; Clost 
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strain 2585 16S r 
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strain SL1 16S ri 
Thermotogae; Ther 
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funditum strain p 
Bacteria; Firmicu 
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strain 7 16S ribo 
Clostridia; Clost 


AM 12464 16S rib 
acillales; Bacil 


NWHN 


strain GS5-97 16S 
Firmicutes; Bacil 
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3531302 3531262 1 

omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3532749 3532709 1 41 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; 
3535837 3535797 1 


41 gi 


gi 
Clostridiaceae; Sa 
41 gi 


lales; Bacillaceae; Bacillus. 
3540535 3540495 1 41 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3545203 3545163 1 41 
somal RNA, complete sequence 
laceae; Bacillus. 
3551358 3551318 1 41 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3583144 3583104 1 41 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3598583 3598559 1 25 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3610725 3610685 1 41 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3616834 3616794 1 41 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


gi 


Ca 


eq 
ri 


al 
id 


ce 
al 


3622451 36224111 41 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3623964 3623924 1 41 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
3625497 3625457 1 41 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


pa 
A 
ob 


, 


ne 


al 


3710690 3710650 1 41 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3719660 3719620 1 41 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 

3722740 3722700 1 41 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3777835 3777795 1 41 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
3811039 3810999 1 41 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3833863 3833839 1 25 gi 


el 


cl 


1 
il 


e; 


osomal RNA, partial sequence 
laceae; Bacillus. 

3993363 3993323 1 41 
ribosomal RNA, partial sequence 


gi 
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219846555 
3531057 3532455 Sarci 


219846554 
3532506 35339 


219846552 
6S ribosomal RNA, partial sequence 3535585 35370 


219846549 
complete sequence 3540266 35417 


219846546 
3544949 35464 


219846542 
3551089 35526 
219846520 
219846508 


219846498 


219846494 


219846490 


219846488 


219846429 


219846422 
3719395 37209 
219846419 
219846378 


3777587 37790 


219846355 


219846339 


somal RNA, partial sequence 3833603 3835009 Rumin 
ridiales; Ruminococcaceae; Ruminococcus. 
3959546 3959506 1 41 gi| 219846252 


3959295 39607 


219846229 
3993148 39945 


rcina. 


loramato 


uence 
diales; 


sequenc 
iales; C 


36104 


36165 


es; Cory 


rtial se 
ctinobac 


bacterin 


36252 


es; Cory 


37104 
ostridiu 
ostridiu 


sequence 
laceae; 


38107 
Carnoba 


lales; Bacillaceae; Geobacillus. 

4038694 4038654 1 41 gi| 219846197 
LTA-388 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
Mycobacterium. 

4073330 4073306 17 41 gi|219846170 


acterium avi 
219846489 
3623734 36252 


ref|NR_026147.1| Sarcina maxima strain 
na maxima Bacteria; Firmicutes; 
ref|NR_026146.1| Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


ref|NR_026144.1| Bacillus halmapalus 
88 Bacillus halmapalus Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 
ref|NR_026134.1| Caloramator indicus 


03 Caloramator indicus Bacteria; 
ay 
ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026090.1 
51 3611882 Planoc 


Clostridium 
5 Clostridium 
Clostridium. 
Clostridium 
6 Clostridium 
lostridium. 
Planococcus citreus 
occus citreus Bacteria; 


ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


Mycobacterium 
cterium komossense 
ycobacteriaceae; 


ref 
quen 
teri 


NR_026082.1| Mycobacterium avium 
ce 3622221 3623683 Mycobacterium 
dae; Actinomycetales; 

um complex (MAC). 

ref|NR_026081.1| Mycobacterium simiae 
17 Mycobacterium simiae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_026080.1| Mycobacterium szulgai 
68 3626729 Mycobacterium szulgai 
nebacterineae; Mycobacteriaceae; 


ref |NR_026020.1 
25 3711931 Clostr 
m. 
ref|NR_026013.1| Clostridium chauvoei 
01 Clostridium chauvoei Bacteria; 
m. 
ref|NR_026010.1 
3722493 372398 
Bacillus. 
ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


Clostridium septicum 
idium septicum Bacteria; 


Bacillus 
9 Bacillus 


ref|NR_025946.1| Carnobacterium 

56 3812276 Carnobacterium funditum 
cterium. 

ref|NR_025929.1| Ruminococcus albus 


ococcus albus 7 Bacteria; Firmicutes; 
ref|NR_025842.1| Bacillus firmus strain 


77 Bacillus firmus Bacteria; Firmicutes; 


ref|NR_025819.1| Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 


ref|NR_025787.1 
4038441 403994 
tales; Corynebac 


Mycobacterium 
7 Mycobacterium 
terineae; 


parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 


ref|NR_025760.1| Mycobacterium 
4073095 4074562 Mycobacterium 


parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 
2 
strain AS 4.1860 


strain MSS-155 16 
Firmicutes; Bacil 


strain G2 16S rib 
Firmicutes; Bacil 


strain N-3 16S ri 
Firmicutes; Bacil 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; 
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Proteobacteria; Alphaproteobacteria; 
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strain AS2 16S ri 
Firmicutes; Lacto 
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P 
2 
favisporus strain 
Bacteria; Firmicu 
2 
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4196882 4196842 1 41 
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217834 Bacteria_16S 219846125 
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ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; Rho 
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eria; Firmicutes; Clostridia; Clostrid 
254485 254458 1 28 gi 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
274011 273984 1 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

375378 375351 1 28 gi 
ain XIL14 16S ribosomal RNA, complete 

teria; Firmicutes; Bacillales; Paeniba 
418522 418495 1 28 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
432473 432446 1 28 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
437173 437138 12 47 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 


do 
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Clostridia; Clost 
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RNA, partial sequence 


ridiales; Veillonellaceae; Sporomusa. 


219846067 
4211641 42131 


lales; Bacillaceae; Geobacillus. 

4814 4787 a 28 gi| 265679060 

bosomal RNA, partial sequence 4584 5982 
Rhizobiales; Bartonellaceae; 

6276 6249 1 28 gi| 265679059 

osomal RNA, partial sequence 6033 7437 
Rhizobiales; Bartonellaceae; 

7733 7706 1 28 gi| 265679058 
osomal RNA, partial sequence 7488 8910 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 

26013 25986 1 28 gi| 265679046 
bosomal RNA, partial sequence 25762 27159 
ridia; Clostridiales; Clostridiaceae; Clostridiu 

51769 51742 1 28 gi| 265679029 
bosomal RNA, partial sequence 51487 53037 
bacillales; Enterococcaceae; Enterococcus. 

83356 83329 1 28 gi| 265679007 
somal RNA, partial sequence 83062 84529 Anaer 
ridiales; Ruminococcaceae; Anaerofilum. 

86383 86356 1 28 gi| 265679005 
ain Fae 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Clostridia; Clostridiales; Ru 

132229 132202 1 28 gi| 265678974 


131953 13349 


265678922 


265678892 
254252 255652 Afipi 


265678877 
273748 27524 


265678804 
sequence 


265678775 
418286 41972 


265678766 
ence 43219 
nibacillus 
265678763 


473859 473832 1 28 gi| 265678735 
rain JLB-1 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Lactobacillales; Enterococca 

542641 542614 1 28 gi| 265678690 
osomal RNA, partial sequence 542382 54390 
Deferribacterales; Deferribacteraceae; Deferriba 

597099 597072 1 28 gi| 265678654 
bosomal RNA, partial sequence 596871 59824 
ammaproteobacteria; Chromatiales; Chromatiaceae; 

642894 642867 1 28 gi| 265678622 


thermace 
sequence 


les; Clo 


ia. 


llaceae; 


alomonad 


ial sequ 


e; Actinomycet 


ref|NR_025759.1| Nocardia xishanensis 
23 Nocardia xishanensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_025715.1| Halobacillus locisalis 
65 Halobacillus locisalis Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


ref|NR_025667.1 
08 Anoxybacillus 


ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


ref|NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 
Bartonella. 
ref|NR_029367.1| Bartonella taylorii 
Bartonella taylorii Bacteria; 
Bartonella. 
ref|NR_029366.1| Bartonella grahamii 
Bartonella grahamii Bacteria; 
Bartonella. 
ref|NR_029354.1| Clostridium roseum 
Clostridium roseum Bacteria; 
m. 
ref |NR_029337.1| Enterococcus asini 
Enterococcus asini Bacteria; 
ref|NR_029315.1| Anaerofilum agile 
ofilum agile Bacteria; Firmicutes; 
ref |NR_029313.1| Anaerofilum 
86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_029282.1| Rhodothermus marinus 
5 Rhodothermus marinus Bacteria; 
ae; Rhodothermus. 
ref |NR_029230.1| Clostridium 
209908 211410 Clostridium 
stridiaceae; Clostridium. 
ref|NR_029200.1| Afipia broomeae strain 
a broomeae Bacteria; Proteobacteria; 


ref |NR_029183.1| Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 


Paenibacillus 
Paenibacillus 


ref|NR_029109.1 
375101 376646 
Paenibacillus. 


ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 
aceae; Halomonas. 
ref|NR_029071.1| Paenibacillus 
6 433742 Paenibacillus favisporus 
ref|NR_029068.1| Amycolatopsis 
ence 436922 438427 Amycolatopsis 
ales; Pseudonocardineae; 

ref|NR_029040.1] Enterococcus 

473588 475066 Enterococcus 
ceae; Enterococcus. 
ref|NR_028995.1| Deferribacter abyssi 
0 Deferribacter abyssi Bacteria; 
cter. 
ref|NR_028959.1| Thiobaca trueperi 
0 Thiobaca trueperi Bacteria; 
Thiobaca. 
ref|NR_028927.1| Sporomusa ovata strain 


642624 644123 Sporomusa ovata Bacteria; Firmicutes; 


strain TOD45 16S 
Firmicutes; Bacil 
2 
strain 216 16S ri 
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700264 700237 1 28 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
707445 707418 12 39 
bosomal RNA, partial sequence 


gi 


gi 


265678582 


699985 70142 
Paenibacillus. 


265678577 


707255 70861 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
Luteococcus. 

217834 Bacteria_16S 735084 735057 1 28 gi| 265678558 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; 
217834 Bacteria_16S 827497 827470 1 28 gi| 265678494 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 82720 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomon 
217834 Bacteria_16S 830607 830580 1 28 gi| 265678492 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococca 
217834 Bacteria_16S 832164 832137 1 28 gi| 265678491 
moraviensis strain 330 16S ribosomal RNA, partial sequence 83188 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococ 
217834 Bacteria_16S 854656 854629 12 39 gi| 265678475 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actin 
Propionibacteriaceae; Propionibacterium. 

217834 Bacteria_16S 888015 887980 12 47 gi| 265678452 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 88778 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharopolyspora. 

217834 Bacteria_16S 897139 897112 1 28 gi| 265678446 
strain E6844 16S ribosomal RNA, partial sequence 896853 89837 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
217834 Bacteria_16S 925074 925047 1 28 gi| 265678428 
strain PSv29 16S ribosomal RNA, partial sequence 924822 92631 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 
217834 Bacteria_16S 962158 962131 1 28 gi| 265678403 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcacea 
217834 Bacteria_16S 971364 971333 1 32 gi| 265678396 
strain NCTC 13004 16S ribosomal RNA, partial sequence 97110 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterale 
217834 Bacteria_16S 975924 975897 1 28 gi| 265678393 
strain SS-2 16S ribosomal RNA, partial sequence 975693 97713 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiracea 
217834 Bacteria_16S 995977 995950 1 28 gi| 265678380 
strain B1333 16S ribosomal RNA, complete sequence 995703 99724 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 
217834 Bacteria_16S 1056839 1056812 1 28 gi| 265678339 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequenc 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhiz 
Rhodopseudomonas. 

217834 Bacteria_16S 1058390 1058363 1 28 gi| 265678338 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Defer 
217834 Bacteria_16S 1080732 1080705 1 28 gi| 265678322 
strain NAFO01 16S ribosomal RNA, partial sequence 1080469 10819 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 1176184 1176157 1 28 gi| 228718376 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 11773 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
217834 Bacteria_16S 1200315 1200292 11 34 gi| 228715386 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 12000 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synerg 
217834 Bacteria_16S 1212441 12124141 28 gi| 224581437 


strain Althfl 16S 
Proteobacteria; G 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 
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ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1218356 1218329 12 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
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1224422 12243951 28 gi 


1212209 12136 


Halomonad 
219878368 

12181 
ales; Prop 


219878314 


gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 


gallinaceus Bacte 


ria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


Paenibacillus odorifer 
odorifer Bacteria; 


ref |NR_028887.1 
2 Paenibacillus 


ref|NR_028882.1| Luteococcus peritonei 
7 Luteococcus peritonei Bacteria; 


ineae; Propionibacteriaceae; 
ref|NR_028862.1| Allisonella 
734793 736329 Allisonella 
Veillonellaceae; Allisonella. 
ref|NR_028797.1| Selenomonas infelix 
9 828732 Selenomonas infelix Bacteria; 
as. 
ref|NR_028795.1] Enterococcus 
830324 831835 Enterococcus 
ceae; Enterococcus. 
ref|NR_028794.1] Enterococcus 
6 833394 Enterococcus moraviensis 
cus. 
ref|NR_028778.1| Propionibacterium 
854408 855931 Propionibacterium 
omycetales; Propionibacterineae; 
ref|NR_028754.1] Saccharopolyspora 
3 889225 Saccharopolyspora flava 
donocardineae; Pseudonocardiaceae; 
ref|NR_028748.1| Enterococcus avium 


6 Enterococcus avium Bacteria; 


ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_028705.1] Enterococcus 

961894 963406 Enterococcus 
e; Enterococcus. 
ref |NR_028698.1| Campylobacter lanienae 
0 972566 Campylobacter lanienae 
s; Campylobacteraceae; Campylobacter. 
ref|NR_028695.1| Lewinella nigricans 


0 Lewinella nigricans Bacteria; 
e; Lewinella. 
ref|NR_028682.1| Granulicatella elegans 
0 Granulicatella elegans Bacteria; 


ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Deferribacter 
3 Deferribacter 


ref |NR_028640.1 

1058138 105957 
ribacteraceae; Deferribacter. 
ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


ref|NR_027573.1| Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 
Clostridium. 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminobacterium. 
ref|NR_027219.1| Halomonas axialensis 
46 Halomonas axialensis Bacteria; 
aceae; Halomonas. 
ref|NR_025507.1 
99 1219566 Luteoc 


ionibacterineae; 


Aminobacterium 
acterium colombiense DSM 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


ref|NR_025453.1] Streptococcus 
1224170 1225671 Streptococcus 
Streptococcus. 


strain 13.4 16S r 
2 
limnophilus strai 


limnophilus Bacte 


strain CBS 107.95 
Bacteria; Actinob 


dysgalactiae subs 
Streptococcaceae; 
acteriovorus str 


acteriovorus HD1 
dellovibrio. 


NWOON 


strain GD521 16S 
Firmicutes; Bacil 


antarcticus strai 
Bacteria; Firmicu 
2 
doudoroffii strai 
doudoroffii Bacte 


strain PC18 16S r 
Firmicutes; Clost 


globicatena strai 
globicatena Bacte 
Actinosynnematace 
2 
bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


ancoresmycina st 
ancoresmycina Ba 
seudonocardiacea 


Vv 
Vv 
P 
2 
balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 
2 
strain SH1 16S ri 
Firmicutes; Clost 


strain WAL 14325 
Fusobacteria; Fus 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


agaridevorans str 
agaridevorans Bac 


azoreducens strai 
Bacteria; Firmicu 


strain LMG 18419 
Firmicutes; Bacil 


217834 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


1245689 1245654 12 47 
ibosomal RNA, partial sequence 


gi 


do 
1254598 12545711 28 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1262086 1262047 1 40 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1322657 13226301 28 gi 
p- dysgalactiae strain ATCC 43078 16S 


se 
11 


al 
ri 


Streptococcus. 


ribosomal RNA, partial sequence 


tes; Bacillales; Paenibacillaceae; Paeni 
1454677 1454650 1 28 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1517900 1517873 1 28 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1540781 1540746 12 47 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1625607 1625580 12 39 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Arsenicicoccus. 

1672838 1672803 12 47 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1674361 1674326 12 47 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1706501 1706474 1 28 
bosomal RNA, partial sequence 

ridia; Clostridiales; 
1720249 1720222 1 


se 
ia 


H 


ia 
A 


s 
Ac 


al 
ae 


s 
A 
gi 
Clostridiaceae; Cl 
28 gi 
obacteriales; Fusobacteriaceae; Cetobact 
1767315 1767288 1 28 gi 
ZF2 16S ribosomal RNA, partial sequenc 
tes; Clostridia; Clostridiales; Clostr 


e 
id 


1777811 1777784 1 28 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1914624 1914597 1 28 gi 
n CM1 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1942098 1942071 1 28 gi 


1 
ci 


ne 
ni 


lales; Paenibacillaceae; Paenibacillus. 
1978601 1978574 1 28 gi 
il 16S ribosomal RNA, partial sequence 


acteria; Deltaproteobacteria; Desulfobac 


217834 Bacteria_16S 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 


219857484 
1245479 12468 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


17834 Bacteria_16S 219857194 


219846681 


228715345 


1389400 1389373 1 28 gi| 228716586 |ref|NR_027553.1 
ain HD 100 16S ribosomal RNA, partial sequence 1389197 139049 
00 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibriona 
1433306 1433279 1 28 gi|224581433|ref|NR_027215.1 


1433051 14345 


lales; Staphylococcus. 
1434834 1434807 1 28 gi|224581431|ref|NR_027213.1 
n 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenib 


224581417 
219857618 
1517647 15191 


219857375 


219878459 


219878426 


219878425 


219878403 
1706248 17077 


219878394 
16S ribosomal RNA, partial sequence 1719990 17214 


219878359 


219878351 


219878252 


219878233 


16S ribosomal RNA, partial sequence 1941853 19433 


219878209 


ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_027517.1 
RNA, partial seq 


nocardin 


quence 
aceae; B 

12618 
es; Cory 


bosomal 


bacillus. 
ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 


ref|NR_025207.1 


quence 
; Aeromo 


espellia. 
ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


1 sequen 
ctinomyc 


ref|NR_025598.1 
1625384 162685 
tales; Micrococc 


equence 
tinomyce 


ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseud 


sequenc 
Actino: 


, 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


equence 
ctinomyc 


ref|NR_025542.1 


ostridium. 
ref |NR_025533.1 
59 Cetobacterium 
erium. 
ref|NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 


17670 
iales Fa 


ref |NR_025490.1 

1777548 177905 
Paenibacillus. 
ref|NR_025391.1 
e 1914361 1915860 Paenib 
bacillus. 
ref |NR_025372.1 
47 Paenibacillus 


sequence 
llaceae; 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 


19783 
terales; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Brevibacillus 
5 Brevibacillus 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Paenibacillus 
acillus antarcticus 


Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 
Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 


cardineae; 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Cetobacterium somerae 
somerae Bacteria; 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
acillus azoreducens 


Paenibacillus cookii 
cookii Bacteria; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 


1986462 1986423 1 40 gi 


219878204 


ref |NR_025343.1 
1986193 198770 


Cystobacter 
9 Cystobacter 


ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 


Cystobacteraceae; 


Cystobacter. 


2 
strain IBS 506 16 


17834 Bacteria_16S 


2074977 2074950 1 28 
S ribosomal RNA, partial sequence 


gi 


219878139 
2074760 20762 


ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

217834 Bacteria_16S 2138842 2138807 12 47 gi| 219857642 |ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

217834 Bacteria_16S 2258617 2258590 1 28 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 


Firmicutes; Lacto 


strain 852 16S ri 


Tenericutes; Moll 
2 


Alphaproteobacter 


ranivorans strai 


2 
g 
Bacteria; Firmicu 
2 


strain HRC292 16S 
Tenericutes; Moll 


strain R171 16S r 
Tenericutes; Moll 


strain IBS 325 16 
Proteobacteria; A 


strain 3T 16S rib 
Tenericutes; Moll 


strain DC333 16S 
Tenericutes; Moll 


strain ILE-3 16S 
Synergistetes; Sy 


strain ATCC 43186 


217834 Bacteria_16S 


17834 Bacteria_16S 


34632 16S ribosomal RNA, partial sequence 


17834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


bacillales; Streptococcaceae; 
2280189 2280162 1 28 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Streptoc 
gi 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2373883 2373856 1 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481545 2481518 1 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2559916 2559889 7 34 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2589063 2589036 1 28 gi 
16S ribosomal RNA, partial sequence 


oc 


ae 


Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

217834 Bacteria_16S 2592216 2592189 1 28 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

217834 Bacteria_16S 2626045 2626018 12 39 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

217834 Bacteria_16S 2662374 2662347 1 28 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

217834 Bacteria_16S 2663793 2663766 1 28 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
217834 Bacteria_16S 2665355 2665328 1 28 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

217834 Bacteria_16S 2730122 2730083 1 40 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 
217834 Bacteria_16S 2752228 2752201 12 39 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

217834 Bacteria_16S 2753724 2753697 12 39 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

217834 Bacteria_16S 2759783 2759748 12 47 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

217834 Bacteria_16S 2767265 2767226 1 40 gi|219857139|ref|NR_024767.1| Dietzia 


cus. 


v 


219857546 
2279959 22814 


2369126 23705 


219857477 
2373653 23751 


2395142 23951151 28 gi| 219857463 
S ribosomal RNA, partial sequence 2394935 23963 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 
2477053 2477026 1 28 gi| 219857398 


2476824 24782 


219857395 
2481316 24827 


219857337 
2559665 25611 
Aminob 
219857275 
25888 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


2301145 2301118 1 28 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 
2345054 2345027 1 28 gi|219857497|ref|NR_025085.1| Paenibacillus 
n A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
2369357 2369330 1 28 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 
Bartonella. 

ref|NR_024986.1| Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 

acterium. 
ref|NR_024906.1 
00 2590328 Entero 


Enterococcus mundtii 
coccus mundtii Bacteria; 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 


psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Dietziaceae; Diet 


venezuelensis str 
venezuelensis Bac 


Streptosporangiac 


strain JCM 3166 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
parontospora subs 
Actinomycetales; 


weihenstephanensi 
weihenstephanensi 
2 
IFO15715 16S ribo 
Bacillales; Bacil 


strain JCM9731 16 
Firmicutes; Bacil 


ruminantium strai 
ruminantium Bacte 
2 
strain GTC848 16S 
Firmicutes; Lacto 


2 
raffinosus strain 
raffinosus Bacter 
2 
multipotens strai 
acteria; Proteob 


B 
2 
propionica strain 
Bacteria; Proteob 
2 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 

2 
strain DSM 44267 
Actinobacteria; A 


strain ATCC 51270 
Bacteria; Bactero 


strain DSM 20133 
Actinobacteria; A 


strain NCFB 3026 
Fusobacteria; Fus 


strain DSM 20145 
Actinobacteria; A 


strain VPB 4875 1 
Bacteroidetes; Ba 


acetivorans strai 
Bacteria; Proteob 


strain BL 70/20 1 
Firmicutes; Clost 


strain 743A 16S r 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 
Planomonospora parontospora subsp. 


217834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


zia. 

2818562 2818535 12 39 gi|219856911|ref|NR_024732.1 
ain JCM 3167 16S ribosomal RNA, partial sequence 2818334 281977 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
eae; Planomonospora. 

2820055 2820028 12 39 gi|219856910|ref|NR_024731.1 
6S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 


Strept 
2821549 2821522 12 39 gi 


antibiotica strain JCM 3094 16S ribos 


p- 
Streptosporangineae; Streptosporangiacea 
2869164 2869137 1 28 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2878633 2878606 1 28 gi 


ar 
ci 


laceae; Bacillus. 
2880198 2880171 1 28 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2921352 29213251 28 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2924364 2924337 1 28 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
3024290 3024263 1 28 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3078709 3078670 1 40 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3080285 3080246 1 40 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3081861 3081822 1 40 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


gi 


ue 
al 


oc 


qu 
oc 


en 
el 


ce 
el 


eq 
er 
3152468 3152441 12 


39 gi 


ctinobacteridae; Actinomycetales; Microc 
3409181 34091541 28 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
3469133 3469094 1 39 


Po 
gi 


rp 


ctinobacteridae; Actinomycetales; Micr 
3499431 3499404 1 28 gi 


oc 


Cetoba 
gi 


obacteriales; ct 


3505387 3505360 12 


Fusobacteriaceae; 
39 
ctinobacteridae; Actinomycetales; Microc 
3546756 3546729 1 28 gi 
cteroidia; Bacteroidales; Porphyromonada 
3587782 3587743 1 40 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3592433 3592406 1 28 gi 


nc 
el 


ridia; Clostridiales; Clostridiaceae; Cl 
3595502 3595475 1 28 gi 


ibosomal RNA, partial sequence 


219856909 
antibiotica Bacteria; Actinobacteria; 
219856878 
219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


219856871 
2879945 28814 


219856842 
219856840 
2924131 29254 


219846907 


219846869 


219846868 


219846867 


219846820 
16S ribosomal RNA, partial sequence 3152235 31537 


219846638 
219846596 
16S ribosomal RNA, partial sequence 3468874 34703 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 


219846572 
16S ribosomal RNA, partial sequence 3505155 35066 


219846545 
6S ribosomal RNA, partial sequence 3546505 35479 


219846517 
219846513 
6S ribosomal RNA, partial sequence 3592199 35936 


219846511 
3595254 35967 


osporangineae; Streptosp 


ref 
omal RNA, pa 


NR_024730.1 
rtial sequen 
Planomono 
ref 
uenc 
Bac 
ref 
lus 


e; spora. 
NR_024697.1 
e 286889 
illus; Bacil 
NR_024691.1 
flexus Bacte 


tial seq 
llaceae; 


ref|NR_024690.1 


ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref|NR_024659.1 
69 Streptococcus 


nce 


es; Euba 


cus. 
ref|NR_026499.1 

3024035 302545 
occaceae; Enterococcus. 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 
3 


s 


ence 


ce 30784 
lales; D 


30800 
lales; D 


uence 


ia; Desu ellales; De 


ref|NR_026412.1 


; Intrasporangia 
ref |NR_026230.1 
32 3410401 Porphy: 
daceae; Porphyro 
ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref |NR_026168.1 
73 Cetobacterium 


occineae 


34089 
hyromona 


occineae 


erium. 


ref |NR_026164.1 


; Microbacteriac 
ref|NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 


ref |NR_026105.1 


occineae 


ceae; Po 
e 35875 
lales; D 


ostridium. 


ref 


NR_026103.1 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
217834 Bacteria_16S 3677566 3677539 1 28 gi|219846452|ref|NR_026043.1 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 367884 


thermophilus Bacteria; Deferribacteres; Deferribacterales; 


Deferribacteraceae; De 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Eubacterium 
6 Eubacterium 
cterium. 

Streptococcus peroris 
peroris Bacteria; 


Enterococcus 
9 Enterococcus 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Porphyromonas catoniae 

romonas catoniae 

monas. 

Arthrobacter citreus 


citreus Bacteria; 


v 


Arthrobacter. 
Cetobacterium ceti 
ceti Bacteria; 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Porphyromonas cansulci 
cansulci Bacteria; 


Desulfurella 

urella acetivorans 
Desulfurella. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 
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ferribacter. 
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dejongeii strain 
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17834 Bacteria_16S 
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17834 Bacteria_16S 


edis; 
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3700120 3700089 1 


3709154 3709115 1 
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4204325 4204290 12 
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15240 
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32 
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40 


28 
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32 


28 
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28 


32 


ribosomal RNA, partial sequence 
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32 
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icutes; Mycoplasmataceae; Ureaplasma. 


32 


28 
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Gammaproteobacteria; Oceanospirillales; 
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lales; 


gi 


219846436 


3699882 37013 


gi 


FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 


gi 


219846430 
e 37089 
robiales; 

219846337 


3836584 38380 


gi 


itrofigilis strain CI 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campyl 


gi 


219846316 
38684 


219846299 


3893217 38946 


gi 


Paenibac 


gi 


llaceae; 
219846292 


illaceae; 
219846289 


P 
2 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 
al 
2 


3906969 39084 


gi 


219846288 


3908492 39099 


gi 


rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 


gi 


219846183 


4054980 40563 


n VK-A60 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


strain 41 16S ribosomal RNA, partial 
Bacteria; 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 


Bacteria; 


2 
c 
c 


Corynebacteriacea 


2 
s 
s 
2 
s 


17834 Bacteria_16S 


17834 Bacteria_16S 


pirochaetes; 
17834 Bacteria_16S 


Spirochaetes; 


68433 68387 1 


110750 110728 1 


136757 136719 1 


47 


23 


train BR 16S ribosomal RNA, partial sequence 
Spirochaetales; 


39 


train 27 16S ribosomal RNA, partial sequence 


Spirochaetales; Leptospiraceae; 


gi 


amporealensis strain CRS-51 16S ribosomal RNA, partial 
amporealensis Bacteria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


gi 


28 gi|219846149 
4104804 41063 
Paenibacillus. 
47 gi| 219846072 
quence 

Actinomyc 

28 gi| 219846070 
sequence 

Clostridia; Clostridiales 

47 gi| 265679053 


al sequenc 


265679018 
sequence 


265678988 


110499 11199 


gi 


Spirochaetaceae; Treponema. 


265678971 


136495 13800 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


aurantiacus stra 
aurantiacus Bact 
Kineosporiaceae; 


epidermidis stra 
Bacteria; Actino 
Brevibacterium. 

2 
strain 70-159 16 
Tenericutes; Mol 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


147268 147230 1 39 gi 
in Ra 333 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae; 
Kineococcus. 

162567 162529 1 39 gi 
in P159 16S ribosomal RNA, partial sequ 
bacteria; Actinobacteridae; Actinomycet 


301258 301220 1 38 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
331926 331880 1 47 gi 


gi 
Ss 
ak 


thermoautotrophica strain JW 701/3 16S ribosomal RNA, c 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Th 
Moorella group; Moorella. 

217834 Bacteria_16S 367866 367836 17 47 gi 


265678964 
quence 
Actinomyc 


265678954 
ence 16233 


ales; 


265678859 


300996 30245 


265678839 
omplete se 
ermoanaero 


265678809 


castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 


castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetacea 


e; Streptomyces. 


Halomonadaceae; 


obacterale 


Halomonadaceae; 


Leptospira. 


Actinomycetales; 


ococcineae; 


ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


ref|NR_026021.1] Prosthecobacter 

07 3710374 Prosthecobacter dejongeii 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_025927.1| Halomonas pacifica 
63 Halomonas pacifica Bacteria; 
Halomonas. 

ref|NR_025906.1] Arcobacter 

19 3869879 Arcobacter nitrofigilis 

s; Campylobacteraceae; Arcobacter. 
ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 


Bartonella. 

ref|NR_025882.1| Paenibacillus 
3903834 3905341 Paenibacillus 

Paenibacillus. 

ref|NR_025879.1| Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


ref|NR_025878.1| Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 


219846287 |ref|NR_025877.1| Ureaplasma 
sequence 3910020 3911499 Ureaplasma 
lasmataceae; Ureaplasma. 


ref|NR_025773.1| Halomonas koreensis 
78 Halomonas koreensis Bacteria; 
Halomonas. 

ref|NR_025739.1 
11 Paenibacillus 


Paenibacillus lactis 
lactis Bacteria; 


ref|NR_025662.1| Streptomyces 
4204078 4205565 Streptomyces 
etales; Streptomycineae; 


ref|NR_025660.1 
4207086 420854 
; Clostridiales 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


ref|NR_029361.1| Leptospira interrogans 
e 15032 16427 Leptospira interrogans 
ref |NR_029326.1| Corynebacterium 

68186 69586 Corynebacterium 


Corynebacterineae; 


ref|NR_029296.1| Treponema maltophilum 
2 Treponema maltophilum Bacteria; 


ref|NR_029279.1| Oerskovia turbata 
4 Oerskovia turbata Bacteria; 
Cellulomonadaceae; Oerskovia. 


ref 


etal 


ref 


ref 


ref 
quen 
bact 


147044 14846 


4 163815 Brevib 
Micrococ 


NR_029272.1 
0 
es; Kineospo 


NR_029262.1 
cineae; Brev 
NR_029165.1 
NR_029144.1 


ce 331642 
erales; 


ref 


NR_029114.1 


Kineococcus 
Kineococcus 


riineae; 


Brevibacterium 


acterium epidermidis 
ibacteriaceae; 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Moorella 
333194 Moorella 


Thermoanaerobacteraceae; 


Streptomyces 


367645 369119 Streptomyces 


Streptomycineae; 


217834 Bacteria_16S 403023 402993 17 47 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
217834 Bacteria_16S 409179 409149 17 47 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
217834 Bacteria_16S 420049 420011 1 39 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
217834 Bacteria_16S 427844 427806 1 39 gi| 265678769 |ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
217834 Bacteria_16S 441775 441737 1 39 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

217834 Bacteria_16S 461636 461598 1 39 gi| 265678743 |ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
217834 Bacteria_16S 509176 509138 1 39 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
217834 Bacteria_16S 524351 524313 1 39 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
217834 Bacteria_16S 553350 553320 17 47 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
217834 Bacteria_16S 573149 573111 1 39 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
217834 Bacteria_16S 579049 579011 1 39 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
217834 Bacteria_16S 598486 598456 17 47 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
217834 Bacteria_16S 600016 599986 17 47 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
217834 Bacteria_16S 607714 607676 1 39 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
217834 Bacteria_16S 618544 618510 1 35 gi| 265678639 |ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
217834 Bacteria_16S 622915 622877 1 39 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
217834 Bacteria_16S 656339 656309 17 47 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

217834 Bacteria_16S 739769 739739 17 47 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
217834 Bacteria_16S 781622 781584 1 39 gi| 265678524 |ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 


217834 Bacteria_16S 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 


851667 851629 1 


Kineosporiaceae; Kineococcus. 
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39 gi 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


atsumensis strain NRIC 0604 16S ribosomal RNA, partial 


41 gi| 265678356 
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Lactobacillace 

31 gi| 265678345 
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DSM 43833 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermobispora. 
217834 Bacteria_16S 


azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenotherma 


217834 Bacteria_16S 
radiopugnans ATCC 
19172 Bacteria; 
217834 Bacteria_16S 
lecithinolyticum 
lecithinolyticum 
217834 Bacteria_16S 
strain LM 161 16S 
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faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brachybacterium. 
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lauca strain K62 


accharomonospora. 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 
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Corynebacteriaceae; Corynebacterium. 
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nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
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m. 
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78 Rarobacter incanus Bacteria; 
e; 
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13 Kineosporia rhamnosa Bacteria; 
ae; Kineosporia. 
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39 Kineosporia succinea Bacteria; 
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Brevibacterium 
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ibacteriaceae; 
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DSM 9946 Bacteria; 


Thermobispora bispora 


bispora DSM 43833 
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Deinococcus 


occus radiopugnans ATCC 
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Treponema 
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Kribbella koreensis 


72 Kribbella koreensis Bacteria; 
daceae; 
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Brachybacterium 
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217834 Bacteria_16S 
subsp. 
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217834 Bacteria_16S 1500025 1499987 1 
afermentans subsp. 
Corynebacterium afermentans subsp. 
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albus Bacteria; Actinobacteria; Actinobacteridae 


39 gi 
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Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 

217834 Bacteria_16S 1590612 1590582 17 47 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

217834 Bacteria_16S 1663739 1663709 17 47 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 


Actinomycetales; 


acelli Bacteria; 
rachybacterium. 


2 
s 
s 
B 
2 
fresconis strain 

fresconis Bacteri 
Brachybacterium. 

2 
Pp 


paurometabola Bac 


Cellulomonadaceae 


2 
strain DSM 46000 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
17834 Bacteria_16S 
ridum strain DSM 


2 
a 
Bacteria; Actinob 
K 
2 


strain P 229/10 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
217834 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


alophila strain 
alophila Bacteri 


2 
h 
h 
Pseudonocardiacea 


217834 Bacteria_16S 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


217834 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


217834 Bacteria_16S 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


217834 Bacteria_16S 


simulans strain U 


Bacteria; Actinob 


Corynebacterium. 


217834 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


217834 Bacteria_16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


217834 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


217834 Bacteria_16S 


strain LMG S-1926 


Kibdelosporangium aridum subsp. 
17834 Bacteria_16S 


acelli strain LM 


17834 Bacteria_16S 


17834 Bacteria_16S 


aurometabola str 


17834 Bacteria_16S 


ibdelosporangium. 
17834 Bacteria_16S 


17834 Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; 
1759846 1759808 1 39 gi 
G 20345 16S ribosomal RNA, partial seq 


Actinobacteria; Actinobacteridae; Act 


Kibdelosp 
219878365 
uence 
inomycetal 


1761367 1761329 1 39 gi| 219878364 
LMG 20336 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


1805164 1805126 1 39 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 
1806702 1806664 1 39 gi| 219878331 
16S ribosomal RNA, partial sequence 1806449 18079 
ococcineae 
219878325 
ence 18156 
ales; Pseu 


219878332 
al sequenc 


v 


1815878 1815848 17 47 gi 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


1822017 1821979 1 39 gi| 219878321 
6S ribosomal RNA, partial sequence 1821775 18232 
ococcineae 
219878299 
sequence 
dae; Actin 


1852416 1852378 1 39 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1886160 1886130 17 47 gi| 219878274 
DSM 44411 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Actinomycet 
e; Saccharomonospora. 

1900033 1899995 1 39 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

1916184 19161541 31 gi 
16S ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 
2030434 2030396 1 39 gi|219878175 
DSM 20132 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomy 
e; Corynebacterium. 

2036526 2036488 1 39 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


219878263 
sequence 
Actinomyce 


219878250 
19159 


cet 


219878170 
nce 20362 
ales; Cory 


219878131 
1 sequence 
sulfurobac 
219878122 
nce 20991 
ales; Prop 


2087298 2087268 1 31 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2099379 2099341 1 39 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


219857578 
nce 22309 
Persephone 
219857513 

23238 


2231159 2231129 1 31 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
2324033 2323987 1 47 gi 
4 16S ribosomal RNA, partial sequence 


e; Actinomycet 


largum Bacteria; Actinobacteria; Actinobacteridae; 


orangium. 
ref|NR_025504.1 

1759669 176107 
Micrococcine 


Brachybacterium 
3 Brachybacterium 
es; ae; Dermabacteraceae; 
ref|NR_025503.1 

1761124 176259 
ales; Micrococci 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


’ 


ref|NR_025471.1 
e 1804913 180639 
ales; Microc 


Oerskovia 
8 Oerskovia 
occineae; 


ref|NR_025470.1| Oerskovia jenensis 
32 Oerskovia jenensis Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_025464.1| Kibdelosporangium 
46 1817129 Kibdelosporangium aridum 
donocardineae; Pseudonocardiaceae; 


ref|NR_025460.1| Agreia pratensis 

50 Agreia pratensis Bacteria; 

; Microbacteriaceae; Agreia. 

ref |NR_025438.1| Thermobifida 
1852181 1853675 Thermobifida 

omycetales; Streptosporangineae; 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


, 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


ref|NR_025402.1 
1899804 190110 
tales; Micrococc 


ref |NR_025389.1 
11 1917433 Thermo 


Thermosipho geolei 
sipho geolei Bacteria; 


NR_025314.1 
3 
1G 


Corynebacterium 
0 Corynebacterium 
Corynebacterineae; 
ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 
ref|NR_025166.1 
13 2232371 Persep 
Lia. 
ref|NR_025101.1| Corynebacterium casei 
67 2325209 Corynebacterium casei 


Persephonella 
honella guaymasensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


methylotrophus st 
methylotrophus Ba 


Micrococcaceae; Arthrobacter. 
217834 Bacteria_16S 


strain ATCC 49929 


Bacteria; Actinob 


Propioniferax. 
2 
strain K265 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
17834 Bacteria_16S 


2 
strain K300 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
217834 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


strain VKM Ac-145 


Actinobacteria; Actinobac 
17834 Bacteria_16S 


2 
pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 
2 
chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobac 
217834 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


Bacteria; Actinob 
Streptacidiphilus 


strain O 16S ribo 


strain I 16S ribo 


2 
strain ATCC 39419 
acteria; Actinob 
ribbella. 


B 
K 
2 
taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 
hydrogeniphila st 
hydrogeniphila Ba 
2 
A1-17B 16S riboso 
Actinobacteridae; 
2 
strain JCM 9920 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
217834 Bacteria_16S 


strain JCM 4662 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 
carbonis strain J 


217834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


2333032 2332994 1 39 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2348059 2348021 1 39 gi 
rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 


al 
e; 


qu 
ae 


2357206 2357168 1 39 gi 
16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


2360235 2360197 1 39 
ibosomal RNA, partial sequence 


gi 


Micr 
gi 


oc 
2361759 23617211 39 
ibosomal RNA, partial sequence 
Micr 

gi 


oc 
2404224 2404194 11 41 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2511824 2511786 1 39 gi 
7 16S ribosomal RNA, partial sequence 
teridae; Actinomycetales; Stre 
2513331 2513293 1 39 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


il 


pt 


nc 
al 


2516355 2516317 1 39 gi 
strain A-6 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
ter. 
2517826 2517796 17 47 gi 
in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2553656 2553626 17 47 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 


se 


, 


en 
al 


2576824 2576786 1 39 


gi 
oc 


2578253 2578215 1 39 


gi 


oc 


2659476 2659438 1 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
2666795 2666765 17 47 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 
2727094 2727064 1 31 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2744972 2744946 11 37 gi 
mal RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
2773364 2773334 17 47 gi 


qu 
en 


oc 


Stre 
gi 


pt 


2774902 2774872 17 47 


Strept 


219857507 


219857495 


219857489 


219857487 
2360002 23614 


219857486 
2361525 23629 


219857457 
2403965 24054 


219857369 


219857368 


219857366 
id 


219857365 
eq 


219857341 


219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
217834 Bacteria_16S 219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


17834 Bacteria_16S 219857217 


219857212 


219857169 
219857157 
2744758 2746095 Ro 


219857135 
6S ribosomal RNA, partial sequence 2773134 27 


219857133 
6S ribosomal RNA, partial sequence 2774670 27 


ref|NR_025095.1 
sequence 2332775 233429 
Actinomycetales; Strept 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


ence 
Actino: 


’ 


ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


23569 
es; Prop 


ref|NR_025075.1 


7 Mi 
ref 


crobacteriac 
NR_025074.1 


occineae 


; Microbacteriac 
ref|NR_025045.1 
86 Lactobacillus 


occineae 


lus. 


ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref |NR_024956.1 
94 2514560 Xylani 
ococc 


25115 
osporang 


25130 
Micr 


e 
es; 


ref |NR_024954.1 
2516115 251756 
nomycetales; Mic 


quence 
ae; Acti 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto: 


uence 
Actinomy 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ce 25534 
es; Stre 


ref 
lomo 
; Ce 
ref 
lomo 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref |NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


occineae 


occineae 


26592 
es; Prop 
ref |NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ce 26665 
es; Pseu 


ref|NR_024797.1 
2726822 272832 
eae; Persephonel 
ref|NR_024785.1 
a aeria Bacteria 
; Rothia. 
ref|NR_024763.1 
19 Streptomyces 
e; Streptomyceta 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomyceta 


ence 
othermac 
thi 
occaceae 
746 
omycinea 
761 


omycinea 


2795860 2795822 1 39 


gi 


219857119 


ref |NR_024747.1 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Propioniferax innocua 
niferax innocua 


Propionibacteriaceae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Lactobacillus kimchii 
kimchii Bacteria; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Xylanimicrobium 
microbium pachnodae 


ineae; Promicromonosporaceae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Persephonella 
8 Persephonella 
la. 
Rothia aeria strain 
Actinobacteria; 


v 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 


Actinoplanes 


rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


217834 Bacteria_16S 2798903 2798865 1 39 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
217834 Bacteria_16S 2800426 2800388 1 39 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
217834 Bacteria_16S 2801947 2801909 1 39 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
217834 Bacteria_16S 2803468 2803430 1 39 gi|219857114|ref|NR_024742.1| Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
217834 Bacteria_16S 2804990 2804952 1 39 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

217834 Bacteria_16S 2806512 2806474 1 39 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

217834 Bacteria_16S 2808034 2807996 1 39 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

217834 Bacteria_16S 2827618 2827588 1 31 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 


strain IHB1 16S r 
Thermotogae; Ther 


strain JCM 9312 1 


217834 Bacteria_16S 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
2829138 2829100 1 39 gi 


2827347 28288 


219856904 
6S ribosomal RNA, partial sequence 2828900 28303 


49 Thermosipho japonicus Bacteria; 


ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 

217834 Bacteria_16S 2830621 2830591 17 47 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

217834 Bacteria_16S 2890751 2890713 1 39 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

217834 Bacteria_16S 2899789 2899751 1 39 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 


strain IAM 14848 


2 
aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


217834 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
icromonosporacea 


M 
2 
faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 
2 
sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 

2 
strain F98.3HR69 


2 
gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 
2 
strain ATCC 25470 
Actinobacteria; A 
2 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


oc 
2940819 2940781 1 39 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2942335 2942297 1 39 gi 
YU655-43 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Virgisporangium. 

3044076 3044038 1 39 gi 
in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 

3050135 3050089 1 47 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


eq 


qu 


v 


s 
te 
3098380 3098342 1 39 gi 
oc 
3102824 3102786 1 39 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3104323 3104293 17 47 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 


qu 


, 


pt 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
17834 Bacteria_16S 


occineae 


219856829 


uence 


Actinomyc 


219856828 


ence 
inomycet 


219846892 


ence 


219846888 


equence 
ria; Des 


219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
17834 Bacteria_16S 


occineae 


219846853 


ence 
Actinomy 


219846852 


31040 
omycinea 


3119455 3119417 1 39 gi 


219846842 


riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


Actinomy 


10 Zimmermannella bifida Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024648.1| Virgisporangium 
2940579 2942047 Virgisporangium 
etales; Micromonosporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


v 


ref |NR_026484.1 
3043846 304530 
cetales; Microco 


Rarobacter 
9 Rarobacter 
ccineae; 


ref|NR_026480.1 
3049889 305136 


ulfovibrionales; 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 
ref|NR_026448.1| Arthrobacter rhombi 
44 Arthrobacter rhombi Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026445.1| Verrucosispora 
102586 3104047 Verrucosispora 
cetales; Micromonosporineae; 


v 


w 


ref |NR_026444.1 
98 3105578 Strept 


Streptomyces lydicus 
omyces lydicus Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_026434.1| Corynebacterium 

119211 3120593 Corynebacterium 


Ww 


strain DSM 3963 1 


Deinococcus-Thermus; 
217834 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 
2 
strain M408/89/1 


Corynebacterium. 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 
2 
lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


217834 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


217834 Bacteria_16S 


strain DSM 40297 


strain Z-7591 16S 
Spirochaetes; Spi 


217834 Bacteria_16S 


strain DSM 43040 


2 
strain DSM 43039 


strain DSM 43151 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
217834 Bacteria_16S 3354397 3354359 1 39 gi|219846680|ref|NR_026272.1 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 335564 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Dermabacteraceae; Brachybacterium. 

217834 Bacteria_16S 3357520 3357482 1 39 gi|219846678|ref|NR_026270.1 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 335877 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Dermabacteraceae; Brachybacterium. 

217834 Bacteria_16S 3359084 3359046 1 39 gi| 219846677 |ref|NR_026269.1 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 336033 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Dermabacteraceae; Brachybacterium. 

217834 Bacteria_16S 3366737 3366699 1 39 gi|219846672|ref|NR_026264.1 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 336795 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Streptosporangiaceae; Streptosporangium. 

217834 Bacteria_16S 3377321 3377283 1 39 gi|219846664|ref|NR_026256.1 


strain M17C 16S r 


217834 Bacteria_16S 
strain GY-1 16S r 
Deinococcus-Thermus; 
217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 
16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


217834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


3205768 3205730 1 39 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 
3213267 3213229 1 39 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3214791 3214753 1 39 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


t1 


al 


3236048 3236018 17 47 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3257116 3257078 1 


et 
e; 


, 


39 gi 


Stre 
gi 


pt 
3317872 3317826 1 47 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3330069 3330031 1 39 gi 


et 


3331597 3331559 1 39 gi 


ne 


219846784 
ce 


219846778 
da 


219846777 


219846763 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
217834 Bacteria_16S 219846708 


3317638 33191 


219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
17834 Bacteria_16S 


omonospori 
219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
217834 Bacteria_16S 


omonosporineae; Micromonos 
3333092 3333054 1 39 gi|219846696|ref|NR_026288.1 
16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes 


bacterineae; Corynebacte 
ref|NR_026376.1 
25 3207001 Coryne 


nebacterineae; C 


32055 
es; Cory 
ref 
nce 
omyc 


NR_026370.1 
321302 
etales; Cory 


al seque 
e; Actin 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


32145 
es; Cory 
ref|NR_026355.1 
e sequence 3235806 323732 
Actinomycetales; Strept 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref|NR_026300.1 


osporang 


a. 


ref|NR_026290.1 


; Micromonos 
NR_026289.1 


neae 
ref 


ibosomal RNA, partial sequence 


3138794 3138764 1 31 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
ibosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 
Deinococci; Thermales; Thermaceae; Meiothermus. 
3170777 3170747 1 31 gi|219846807|ref|NR_026399.1| Deinococcus grandis 
6S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
3175354 3175316 1 39 gi|219846804|ref|NR_026396.1| Corynebacterium 
n DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
3178451 3178413 1 39 gi|219846802|ref|NR_026394.1| Corynebacterium 
IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
3199865 3199827 1 39 gi|219846788|ref|NR_026380.1| Corynebacterium 
rain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
M 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
3201308 3201270 1 39 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Streptomyces 
0 Streptomyces 


omycineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Brachybacterium 

5 Brachybacterium 

coccineae; 


Brachybacterium 
0 Brachybacterium 
occineae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Kytococcus sedentarius 


3377063 3378542 Kytococcus sedentarius Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 


strain DSM 43852 


strain DSM 20138 


histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
217834 Bacteria_16S 


strain DSM 20116 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


matruchotii strai 
matruchotii Bacte 


Corynebacteriacea 


strain DZZM 328 1 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


3396931 3396893 1 39 gi 
oc 


3403054 3403016 1 39 gi 
oc 
3404586 3404548 1 39 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


ar 
ri 
3406112 3406074 1 39 gi 
oc 
3415195 3415157 1 39 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 
3430032 3429994 1 39 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3435653 3435615 1 


s 


39 gi 


219846647 
16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
217834 Bacteria_16S 


dae; 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
217834 Bacteria_16S 


34149 
es; 


219846624 


equence 


Actinomyc 


219846619 
6S ribosomal RNA, partial sequence 3435424 34367 


occineae 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
217834 Bacteria_16S 


occineae 
219846642 
tial seq 
Act 


occineae 
219846634 


Micr 


ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_026235.1| Arthrobacter ilicis 
85 Arthrobacter ilicis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

uence 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


v 


Arthrobacter aurescens 
45 Arthrobacter aurescens Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026226.1| Cellulomonas humilata 
64 3416365 Cellulomonas humilata 
ococcineae; Cellulomonadaceae; 


ref|NR_026233.1 


, 


ref|NR_026216.1 
3429781 343112 
etales; Coryneba 


Corynebacterium 
4 Corynebacterium 
cterineae; 


ref|NR_026211.1| Corynebacterium auris 
52 Corynebacterium auris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
217834 Bacteria_16S 3452396 3452358 1 39 gi|219846608|ref|NR_026200.1| Micrococcus lylae 


strain DSM 20315 


16S ribosomal RNA, partial sequence 3452140 34536 


11 Micrococcus lylae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

217834 Bacteria_16S 3455441 3455403 1 39 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

217834 Bacteria_16S 3456980 3456942 1 39 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

217834 Bacteria_16S 3459995 3459957 1 39 gi|219846602|ref|NR_026194.1| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

217834 Bacteria_16S 3502342 3502304 1 39 gi|219846574|ref|NR_026166.1| Brevibacterium linens 


strain DSM 20425 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
217834 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


libanotica strain 
libanotica Bacter 
Thermomonosporace 
michiganensis sub 
Actinomycetales; 
norvegica strain 


Bacteria; Proteob 
Thermodesulforhab 


217834 Bacteria_16S 


strain 4229 16S r 
Tenericutes; Moll 


217834 Bacteria_16S 


strain JC2056 16S 
Actinobacteria; A 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


oc 
3571097 3571059 1 39 

ribosomal RNA, partial sequence 
Bifidobacteriales; Tu 
3712191 3712153 1 39 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 
ri 


en 
al 


3713652 3713614 1 39 gi 
rain P-15 16S ribosomal RNA, partial s 

cteria; Actinobacteria; Actinobacterid 

e; Actinoplanes. 

3730077 3730039 1 39 gi 
IFO 14095 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

ae; Actinocorallia. 

3768676 3768638 1 39 gi 

species tessellarius strain 78181 16S 


eq 
ae 


se 
Ac 


ri 
Micrococcineae; Microbacteriaceae; Clavi 
3776285 3776247 1 39 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 


nc 
ob 


3859497 3859459 1 38 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4049309 4049271 1 39 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Prop 


gi 


io 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
217834 Bacteria_16S 219846528 


3570843 35723 


cella. 


219846428 


ce 37119 
es; Micr 


219846427 


uence 
Actino: 


’ 


219846414 


quence 
tinomyce 


219846385 


bosomal 


bacter. 


219846379 


e 37759 
acterale 


219846322 
3859256 38606 


219846187 
4049074 40504 


nibacter 


217834 Bacteria_16S 


4050741 4050703 1 39 gi 


219846186 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 


occineae; 


72 Brevibacterium linens Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_026120.1| Turicella otitidis 
03 Turicella otitidis Bacteria; 


ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


ref|NR_026018.1 
3713443 371485 
mycetales; Micro 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


Actinocorallia 
2 Actinocorallia 
orangineae; 


Clavibacter 
uence 3768438 3769927 


ref 
RNA, 


NR_025976.1 
partial seq 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


ref|NR_025912.1| Mycoplasma imitans 
94 Mycoplasma imitans Bacteria; 
ref|NR_025777.1| Nocardioides aestuarii 
53 Nocardioides aestuarii Bacteria; 
ineae; Nocardioidaceae; Nocardioides. 
ref|NR_025776.1| Nocardioides 

4050504 4051877 Nocardioides 


ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; Nocardioides. 
217834 Bacteria_16S 4053693 4053655 1 39 
strain JC1078 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


217834 Bacteria_16S 
strain YIM 90010 
Actinobacteria; Actinobacteridae; Actinomycetales; 
217834 Bacteria_16S 4109554 4109516 1 39 
strain HD9 16S ribosomal RNA, partial sequence 


4061197 4061159 1 39 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


217834 Bacteria_16S 
strain KMM 3637 1 


4120218 4120180 1 39 


217834 Bacteria_16S 4237707 4237669 1 
strain R18165 16S ribosomal RNA, 


39 
complete sequence 


217834 Bacteria_16S 
strain C3H-21 16S 


4243718 4243680 1 39 

ribosomal RNA, partial sequence 
217834 Bacteria_16S 35057 35020 1 38 
brennaborense str 
brennaborense Bacteria; Spirochaetes; 
217834 Bacteria_16S 264923 264894 12 


strain MCRL 0044 


41 


217834 Bacteria_16S 
strain Hbl 16S ri 
Proteobacteria; E 
217834 Bacteria_16S 
strain R85-13-6 1 
Proteobacteria; E 
217834 Bacteria_16S 
scabrisporus stra 


275539 275506 1 34 
bosomal RNA, partial sequence 


295313 295280 1 34 


1097362 1097333 12 41 


Streptomycetaceae; Streptomyces. 

217834 Bacteria_16S 1103425 1103400 1 26 

strain D2-18 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
217834 Bacteria_16S 1127685 1127652 1 
pametensis strain 


34 


Helicobacter. 
217834 Bacteria_16S 
efficiens YS-314 

Bacteria; Actinob 
Corynebacterium. 

217834 Bacteria_16S 
obscurus DSM 4316 


1256135 1256098 1 38 


1344095 1344066 12 41 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Ge 
Geodermatophilus. 

217834 Bacteria_16S 1447209 1447184 1 26 gi|224581422|ref|NR_027203.1 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogiba 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incer 
Mogibacterium. 

217834 Bacteria_16S 1463675 1463650 1 26 gi|224581410|ref|NR_027191.1 


strain HM-7 16S r 
irmicutes; 
17834 Bacteria_16S 


ibosomal RNA, partial sequence 
Clostridia; Clostridiales; 
1788270 1788241 12 


41 


lastococcus. 


17834 Bacteria_16S 1855504 1855467 1 38 


F 
2 
s 
s 
B 
2 
c 
c 
Corynebacteriaceae; Corynebacterium. 


217834 Bacteria_16S 1934568 1934543 7 32 
strain CHOO1A 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterale 


217834 Bacteria_16S 2292269 2292236 1 34 


strain MIT 97-5075c 16S ribosomal RNA, partial sequence 


gi 
40 


gi 


16S ribosomal RNA, partial sequence 4060988 40 
Streptospor 


gi 
41 
gi 


gi 


4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


gi 


4243475 42448 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ain DD5/3 16S ribosomal RNA, partial s 
Spirochaetales; 


psilonproteobacteria; Campylobacterale 


in KM-4927 16S ribosomal RNA, partial 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 


219846184 
53509 40 


219846178 


219846145 
09294 41 
ionibac 
219846137 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846043 


219722939 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


6S ribosomal RNA, partial sequence 295056 29653 
psilonproteobacteria; Campylobacterale 


549 
occineae; 


624 
ang 


108 
ter 


occineae 


ref|NR_025774.1 


ref|NR_025768.1 


ref|NR_025735.1 


ineae; Nocardioi 
ref|NR_025727.1 


evibacteriac 
NR_025633.1 


; Br 
ref 


Ac 
ref 


tinomycetace 
NR_024571.1 


Serinicoccus marinus 


29 Serinicoccus marinus Bacteria; 
Intrasporangiaceae; 


Serinicoccus. 
Nocardiopsis salina 


36 Nocardiopsis salina Bacteria; 
ineae; Nocardiop 


saceae; Nocardiopsis. 
Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ococcineae; Dermabacteraceae; Brachybacterium. 
gi|265679040|ref|NR_029348.1| Treponema 
equence 34837 36333 Treponema 
Spirochaetaceae; Treponema. 
gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
4 Kutzneria viridogrisea Bacteria; 
donocardineae; Pseudonocardiaceae; Kutzneria. 
gi| 265678876 |ref|NR_029182.1| Helicobacter bilis 
275297 276761 Helicobacter bilis Bacteria; 
s; Helicobacteraceae; Helicobacter. 
gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
6 Helicobacter mustelae Bacteria; 
s; Helicobacteraceae; Helicobacter. 
gi|265678311|ref|NR_028613.1| Streptomyces 
sequence 1097121 1098599 Streptomyces 
Actinomycetales; Streptomycineae; 
gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 


1103152 11046 
Clostridiales Family XIII. 


gi 


B9A Seymour 16S ribosomal RNA, partia 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


gi 


gi 


0 16S ribosomal RNA, partial sequence 


1463419 14648 
Clostridiales Family XIII. 


gi 


gi 


apitovis strain CCUG 39779 16S ribosomal RNA, partial 
apitovis Bacteria; Actinobacteria; Actinobacteridae; Act 


gi 


253680771 


219857144 


16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycet 


ales; 


228721038 
1 


219878343 


axobsidens strain BC448 16S ribosomal RNA, partial sequence 
axobsidens Bacteria; Actinobacteria; Actinobacteridae; 


219878297 
sequence 


219878238 


1934336 19357 


gi 


S; 
219857536 


1 sequence 
Campylobacterales; 


3438 


Actinomyc 


inomycet 


Campylobacteraceae; 


21 Mogibacterium 
Incertae Sedis; 
ref|NR_028019.1 

1127427 112890 
He 


ref|NR_024772.1 


c 


ref|NR_027601.1 
50 1345331 Geoder 


73 Mogibacterium 
Incertae Sedis; 
ref |NR_025482.1 

1788037 178951 
etales; Frankine 


ref|NR_025436.1 
1855266 185659 
ales; Corynebact 


ref|NR_025377.1 
49 Campylobacter 
Cam 


pumilum Bacteria; 
Mogibacterium. 
Helicobacter 

7 Helicobacter 

licobacteraceae; 


Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacterineae; 


orynebacteriaceae; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Blastococcus 

9 Blastococcus 

ae; Geodermatophilaceae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Campylobacter hominis 
hominis Bacteria; 
pylobacter. 


ref|NR_025124.1 


Helicobacter aurati 


2292020 2293474 Helicobacter aurati Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


canadensis strain 
canadensis Bacter 
Helicobacter. 


strain A3.12 16S 
Proteobacteria; D 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


217834 Bacteria_16S 2331502 2331469 1 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacteri 
217834 Bacteria_16S 2533037 2533000 1 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2562964 2562931 1 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteobac 


217834 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


strain CMRI H02 1 
Proteobacteria; E 


desulfurans strai 
desulfurans Bacte 


strain ATCC 70069 
Firmicutes; Clost 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


bizzozeronii stra 
bizzozeronii Bact 


Helicobacter. 


strain DSM 4864 1 
Firmicutes; Lacto 


pilosum strain AT 


217834 Bacteria_16S 2654912 2654875 1 
44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


217834 Bacteria_16S 2671366 2671333 1 


217834 Bacteria_16S 


Deinococci; 
217834 Bacteria_16S 


Clostridiales; 
3207294 3207257 1 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3211782 3211749 1 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 3305852 3305831 7 


bacillales; 
217834 Bacteria_16S 


pilosum Bacteria; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 

217834 Bacteria_16S 3634761 3634728 1 34 gi 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
217834 Bacteria_16S 3646947 3646914 1 34 gi 
strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
217834 Bacteria_16S 3697121 3697088 1 34 gi 
strain LRB 8581 1 
Proteobacteria; 
217834 Bacteria_16S 3801875 3801842 1 34 gi 
strain Hh-2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
217834 Bacteria_16S 3817212 3817179 1 34 gi 
strain ATCC 29543 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campyl 
217834 Bacteria_16S 3818735 3818702 1 34 gi 
strain 165 16S ribosomal RNA, partial sequence 
Proteobacteria; 
217834 Bacteria_16S 3821797 3821764 1 34 gi 
strain ST1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
17834 Bacteria_16S 3826376 3826343 1 34 gi 
strain CS1 16S ribosomal RNA, partial sequence 
roteobacteria; 
17834 Bacteria_16S 3839876 3839847 12 41 gi 
ggregatus strain B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteria; Actinobacteridae; Actinomycet 
lastococcus. 
17834 Bacteria_16S 4031092 4031063 12 41 gi 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 


Epsilonproteobacteria; Campylobacterale 


Epsilonproteobacteria; Campylobacterale 


Epsilonproteobacteria; Campylobacterale 


Epsilonproteobacteria; Campylobacterale 


Epsilonproteobacteria; Campylobacterale 


s 


2532800 25342 


B 


s 
Ac 


Th 


ia 


e; 


al 
te 


il 


qu 
in 


ob 


Ss; 


Ss; 


Ss; 


ob 


Ss; 


Ss; 


Ss; 


ce 
al 


ia 


219857208] ref |NR_024836.1 
6S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
psilonproteobacteria; Campylobacterales; 
2702956 2702919 1 
n St55B 16S ribosomal RNA, partial seque 
Deinococcus-Thermus; 
2845944 2845919 1 

7 16S ribosomal RNA, partial sequence 
Clostridiales Fami 


Helicobacteraceae; Heli 
219857186|ref|NR_024814.1 


ermales; Thermaceae; Oce 
219856893|ref|NR_024712.1 

2845666 2847142 Mogiba 
ly XIII. Incertae Sedis; 
219846783 |ref|NR_026375.1 
1 sequence 3207052 320851 
Actinomycetales; Coryne 


219846780|ref|NR_026372.1 
sequence 3211554 321297 
Campylobacterales; 


219846717|ref|NR_026309.1 
6S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus 
Lactobacillaceae; 
3434223 3434186 1 
CC 29592 16S ribosomal RNA, partial se 


219846620|ref|NR_026212.1 


omycetales; Corynebacter 


219846482 |ref|NR_026074.1 

3634529 3635951 Helico 
acterales; Helicobactera 
219846473 |ref|NR_026065.1 
3646715 3648155 Helicobacter salomonis Bacteria; 
Helicobacteraceae; Heli 
219846438]|ref|NR_026029.1 
6S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter trogontum Bacteria; 
Helicobacteraceae; Heli 
219846361|ref|NR_025952.1 
3801626 3803095 Helicobacter hepaticus Bacteria; 
Helicobacteraceae; Heli 
219846351]|ref|NR_025942.1 

3816954 3818434 Woline 
acterales; Helicobactera 
219846350|ref|NR_025941.1 
3818485 3819957 Helicobacter cinaedi Bacteria; 
Helicobacteraceae; Heli 
219846348] ref |NR_025939.1 
3821543 3823020 Helicobacter muridarum Bacteria; 
Helicobacteraceae; Heli 
219846345 |ref|NR_025935.1 
3826129 3827602 Helicobacter felis Bacteria; 
Helicobacteraceae; Heli 
219846335|ref|NR_025925.1 
3839632 3841072 Blasto 
Frankineae; Geoderma 


40308 


219857508|ref|NR_025096.1 
equence 
Campylobacterales; He 


2331268 233272 


219857355 |ref|NR_024943.1 
56 Peredibacter starrii Bacteria; 
acteriovoracaceae; Pered 
219857335|ref|NR_024923.1 
1 sequence 2562731 256415 


Campylobacterales 


219857221|ref|NR_024849.1 
equence 
tinomycetales; Corynebac 


2654667 265613 


2702689 270407 


3433993 343537 


219846202|ref|NR_025792.1 
56 4032350 Glycomyces algeriensis 
mycetaceae; Glycomyces. 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Peredibacter starrii 


ibacter. 
Helicobacter 

0 Helicobacter 

; Helicobacteraceae; 


Corynebacterium 
8 Corynebacterium 
terineae; 


Helicobacter ganmani 


cobacter. 
Oceanithermus 
1 Oceanithermus 
anithermus. 
Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Corynebacterium 
9 Corynebacterium 
bacterineae; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Lactobacillus oris 
oris Bacteria; 


Corynebacterium 
3 Corynebacterium 
ineae; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


cobacter. 
Helicobacter trogontum 


cobacter. 
Helicobacter hepaticus 


cobacter. 

Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


cobacter. 
Helicobacter muridarum 


cobacter. 
Helicobacter felis 


cobacter. 


Blastococcus 


coccus aggregatus 
tophilaceae; 


Glycomyces algeriensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal Glycomycineae; Glyco 
217834 Bacteria_16S 4034196 4034167 12 41 gi|219846200|ref|NR_025790.1 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 403395 


Glycomyces 
0 4035456 Glycomyces 


lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 


Glycomycetaceae; 


Glycomyces. 


217834 Bacteria_16S 232 208 17 41 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

217834 Bacteria_16S 1771 1747 17 41 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

217834 Bacteria_16S 45538 45514 17 41 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
217834 Bacteria_16S 71413) 71389 17 41 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

217834 Bacteria_16S 87783 87759 1 25 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
217834 Bacteria_16S 93931 93891 15 55 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

217834 Bacteria_16S 104747 104707 1 41 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
217834 Bacteria_16S 109215 109179 1 37 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

217834 Bacteria_16S 133792 133764 11 39 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

217834 Bacteria_16S 171827 171800 1 28 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

217834 Bacteria_16S 207066 207026 1 41 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

217834 Bacteria_16S 225374 225350 17 41 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
217834 Bacteria_16S 296832 296808 17 41 gi| 265678862 |ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
217834 Bacteria_16S 316494 316470 1 25 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

217834 Bacteria_16S 320965 320925 1 41 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 333446 333422 17 41 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

217834 Bacteria_16S 339707 339667 1 41 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

217834 Bacteria_16S 449404 449380 17 41 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

217834 Bacteria_16S 466149 466113 1 37 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

217834 Bacteria_16S 475396 475356 1 41 gi| 265678734 |ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

217834 Bacteria_16S 501569 501529 1 41 gi|265678717|ref|NR_029022.1| Bacillus indicus 


strain Sd/3 16S r 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


501307 502811 Bacillus indicus Bacteria; 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


strain Tf 16S rib 
Firmicutes; Bacil 


217834 Bacteria_16S 


217834 Bacteria_16S 


506145 506121 17 41 


gi 


ia; Actinobacteria; Actinobacteridae; 


217834 Bacteria_16S 


e; Pseudonocardia. 

510661 510621 1 41 gi| 265678711 
osomal RNA, partial sequence 510382 51190 
lales; Bacillaceae; Geobacillus. 

522846 522822 17 41 gi| 265678703 


265678714 
DVS 5al 16S ribosomal RNA, partial sequence 
Actinomycetales; 


ref|NR_029019.1 
505922 507359 
Pseudonoc 


ref|NR_029016.1 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


ref|NR_029008.1| Pseudonocardia 


benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 


Bacteria; Actinob 
Pseudonocardia. 


2 


17834 Bacteria_16S 


530447 530423 17 


strain FI-0169 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Mycobacterium avium complex (MAC). 


strain NO-502 16S 
acteroidetes; 
17834 Bacteria_16S 


217834 Bacteria_16S 


535039 535015 1 


ribosomal RNA, partial sequence 


41 


acteria; Actinobacteridae; Actinomycetales; 


gi 


25 


gi 
534808 536267 Arcicella aquatica Bacteria; 


sychrotolerans s 


ycobacteriaceae; 


B 
2 
p 
psychrotolerans B 
M 
2 


17834 Bacteria_16S 


versmoldensis str 


versmoldensis Bacteria; 
217834 Bacteria_16S 


holsaticum strain 
Mycobacterium. 


strain CE2105 16S 


217834 Bacteria_16S 


Firmicutes; 
617048 617024 17 


629110 629070 1 


ribosomal RNA, partial sequence 


Lactobacillales; 


41 


41 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


strain Z 4493 16S 
irmicutes; 


217834 Bacteria_16S 


Clostridia; 
17834 Bacteria_16S 


17834 Bacteria_16S 


icrococcaceae; Nesterenkonia. 


647574 647538 1 


F 

2 

lacusekhoensis strain EL-30 16S ribosomal RNA, partial 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 
M 

2 


37 


gi 
628893 63029 
Rhodospirillaceae; 


gi 


265678698 


530243 531694 Mycobacterium 
nebacterineae; 


265678695 


Lactobacillaceae; 
gi 
1406 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678640 
61679 


265678631 


265678619 


Pseudonocardineae; P 


ref |NR_029003.1 


seudonocardiaceae; 


Mycobacterium chimaera 


chimaera Bacteria; 
Mycobacteriaceae; Mycobacterium; 
ref 


NR_029000.1| Arcicella aquatica 


Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

538112 538072 1 41 gi|265678693|ref|NR_028998.1| Mycobacterium 
train WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

550380 550340 1 41 gi|265678685|ref|NR_028990.1| Lactobacillus 

ain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 


Actinomycetales; 


Lactobacillus. 
ref|NR_028945.1| Mycobacterium 
5 618320 Mycobacterium holsaticum 


Corynebacterineae; Mycobacteriaceae; 


ref |NR_028936.1| Roseospira marina 
8 Roseospira marina Bacteria; 
Roseospira. 


632128 632088 1 41 gi|265678629|ref|NR_028934.1| Acetobacterium tundrae 
ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Clostridiales; Eubacteriaceae; Acetobacterium. 
641334 641306 11 39 gi|265678623|ref|NR_028928.1| Nesterenkonia 
sequence 641107 642573 Nesterenkonia 


Micrococcineae; 


ref|NR_028924.1| Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 


Actinobacteridae; 


Firmicutes; 


217834 Bacteria_16S 


Clostridia; 


Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
683542 683502 1 41 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 
713590 713566 17 41 gi|265678573|ref|NR_028878.1| Mycobacterium 


217834 Bacteria_16S 
E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


botniense strain 


Mycobacterium. 


217834 Bacteria_16S 


773845 773821 17 


41 


gi 


71335 


265678530 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
217834 Bacteria_16S 
strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
217834 Bacteria_16S 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 
montefiorense Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 
217834 Bacteria_16S 


Mycobacteriaceae; 


789217 789193 17 


810715 810691 17 


815321 815297 17 


41 


41 


41 


gi 
789013 79048 


gi 


gi 


265678519 


265678505 


265678502 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 81510 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 


217834 Bacteria_16S 
strain K24 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
217834 Bacteria_16S 


860865 860841 17 


863962 863938 1 


41 


25 


gi 
860647 86213 


gi 


265678471 


265678469 


ruestringensis strain Bl 16S ribosomal RNA, partial sequence 


ruestringensis Bacteria; 
217834 Bacteria_16S 
strain Z-7191 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


Bacteroidetes; 
890996 890960 11 


Halanaerobiales; 


Flavobacteria; 
47 


gi 
890778 892197 Orenia sivashensis Bacteria; 
Halobacteroidaceae; 


265678450 


Oren 


rtial sequence 
e; Actinomycetales; 


Flavobacteriales; 


9 714869 Mycobacterium botniense 


Corynebacterineae; Mycobacteriaceae; 


ref|NR_028834.1| Prauserella alba 

2 Prauserella alba Bacteria; 
Pseudonocardiaceae; Prauserella. 
ref |NR_028823.1| Gordonia sinesedis 

6 Gordonia sinesedis Bacteria; 
Gordoniaceae; Gordonia. 
NR_028808.1| Mycobacterium 

810468 811984 Mycobacterium 
Corynebacterineae; 


ref 


ref|NR_028805.1| Pseudonocardia 
9 816530 Pseudonocardia zijingensis 


Pseudonocardineae; Pseudonocardiaceae; 


ref|NR_028774.1| Amycolatopsis sacchari 
0 Amycolatopsis sacchari Bacteria; 
Pseudonocardiaceae; Amycolatopsis. 
ref|NR_028772.1| Muricauda 

863710 865135 Muricauda 
Flavobacteriaceae; Muricauda. 
NR_028752.1| Orenia sivashensis 


ref 


ia. 


siderophilus str 
siderophilus Bac 
Thermoanaerobact 


strain LSv21 16S 
Proteobacteria; 


strain DSM 2588 


Bacteroidetes; S 


selenitireducens 
selenitireducens 


strain Y9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
217834 Bacteria_ 


japonensis strai 
Bacteria; Bacter 


217834 Bacteria_ 


multipartita DSM 
Nakamurella. 


stercorihominis 
stercorihominis 


acetiphilus DSM 
12809 Bacteria; 
2 
NS12 16S ribosom 
Sphingobacteria; 
2 
Flavobacteria; F 


strain AT1013 16 


Bacteroidetes; F 


217834 Bacteria_ 


217834 Bacteria_ 


217834 Bacteria_ 


217834 Bacteria_ 


217834 Bacteria_ 


217834 Bacteria_ 


217834 Bacteria_ 


17834 Bacteria_ 


17834 Bacteria_ 


217834 Bacteria_ 


217834 Bacteria_ 


16S 
a 


904843 904803 1 41 


gi 


teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanae 

er. 

16S 921960 921936 1 25 gi|265678430|ref|NR_028732.1 
ribosomal RNA, partial sequence 921679 923198 Desulfofrigus 


in SR4 16S ribosomal RNA, partial sequ 


265678441 
ence 90455 


ref |NR_028743.1 
8 906118 Thermo 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Desulfofrigus fragile 
fragile Bacteria; 


Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

16S 940435 940411 1 25 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
phingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

16S 959064 959024 1 41 gi|265678405|ref|NR_028707.1| Bacillus 

strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

16S 963649 963609 1 41 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
bosomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 


16S 
n 
oidetes; Sphingobacteria; 
16S 1160962 1160938 17 


1061412 1061388 1 25 gi 


41 gi 


758 16S ribosomal RNA, partial sequen 
Sphingobacter 


44233 16S ribosomal RNA, partial seque 


nebacterin 
265678336 
ce 10611 
iales; Chi 
228721225 
nce 11607 


eae; Nocardiacea 
ref|NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref|NR_027604.1 
39 1162206 Nakamu 


e; Nocardia. 

Chitinophaga 

ophaga japonensis 

hitinophaga. 
Nakamurella 

rella multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
16S 1182223 1182199 1 25 gi|228717350|ref|NR_027562.1| Anaerofustis 
DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
16S 1195819 1195795 1 25 gi|228715574|ref|NR_027535.1| Denitrovibrio 
12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 
16S 1248715 1248691 1 25 gi|219857416|ref|NR_025004.1| Runella zeae strain 
al RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteriales; Flexibacteraceae; Runella. 
16S 1272749 1272725 1 25 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
lavobacteriales; Flavobacteriaceae; Sejongia. 
16S 1274171 1274147 1 25 gi|219846219|ref|NR_025809.1| Sejongia antarctica 
S ribosomal RNA, partial sequence 1273959 1275312 Sejongia antarctica Bacteria; 
lavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 
16S 1313357 13133171 41 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
rockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 


brockii subsp. b 


Thermoanaerobacter brockii subsp. brockii Bacteria; 


Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobact 
217834 Bacteria_16S 1318031 1317991 1 41 gi| 228715349 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, part 


217834 Bacteria_16S 1339395 13393711 25 gi| 228721340 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacter 
Magnetospirillum. 

217834 Bacteria_16S 1419371 14193311 41 gi| 224581445 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

217834 Bacteria_16S 1441048 1441008 1 41 gi| 224581427 
milosensis strain SH714 16S ribosomal RNA, partial sequence 14407 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
217834 Bacteria_16S 1460560 1460524 1 37 gi|224581412 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 14618 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
217834 Bacteria_16S 1522445 1522425 19 39 gi| 219857543 
strain OMZ833 16S ribosomal RNA, partial sequence 1522207 15236 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

217834 Bacteria_16S 1537667 1537643 17 41 gi| 219857377 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Saccharothrix. 

217834 Bacteria_16S 1576822 1576782 1 41 gi| 219846510 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 15765 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiac 
217834 Bacteria_16S 1631681 1631657 1 25 gi| 219878455 


Firmicutes; 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 


ref|NR_027209.1 
88 1442278 Filoba 


ref|NR_027193.1 


7 Mi 
ref 


crococcaceae 
NR_025131.1 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_026102.1 
77 1578067 Clostr 
eae; 


ref|NR_025594.1 


Clostridia; 


Clostridium. 


er. 

ref|NR_027521.1| Staphylococcus 

ial sequence 1317758 1319249 

Staphylococcus. 

ref|NR_027605.1| Magnetospirillum 
1339181 1340623 Magnetospirillum 

ia; Rhodospirillales; Rhodospirillaceae; 

ref|NR_027227.1| Bacillus infernus 

13 Bacillus infernus Bacteria; 


Filobacillus 
cillus milosensis 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Treponema parvum 


91 Treponema parvum Bacteria; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Clostridium 
idium papyrosolvens DSM 


Erysipelothrix 


inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 


17834 Bacteria_ 


acteria; 


2 
m 
B 
217834 Bacteria_ 


echinoides strain 
echinoides Bacter 


217834 Bacteria_ 
strain DSM 44222 


strain DSM 44515 


Mycobacteriaceae; 


strain DSM 497 16 
Firmicutes; 


strain SE3104 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
217834 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; 
2 
strain DSM 12654 


aitriensis strai 
Firmicu 


217834 Bacteria_16S 
decolorationis st 
decolorationis Ba 
217834 Bacteria_16S 
molinativorax str 
molinativorax Bac 
Microbacteriaceae 
217834 Bacteria_16S 


Bacil 
217834 Bacteria_16S 


Lacto 
17834 Bacteria_16S 


16S 1634803 1634763 1 41 gi 
n Sl 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
16S 1703494 1703454 1 41 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


16S 1727754 1727730 17 41 gi 


1729293 1729269 17 41 


gi 


1730805 1730781 17 41 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1802042 1802002 1 


41 gi 


rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1834145 1834109 1 37 gi 


ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 

1841883 1841843 1 41 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1851057 18510171 41 
ribosomal RNA, partial sequence 


, 


gi 


gi 


1856921 1856881 1 41 


gi 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 
1911579 1911539 1 41 


219878453 
ce 
coccus. 

219878405 

sequence 
a; 
219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
217834 Bacteria_16S 


ne 
219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
217834 Bacteria_16S 
moriokaense strai 
moriokaense Bacte 


ne 
219878387 
sequence 


219878334 
ia 
aceae; 

219878312 
uence 
e; 


219878307 


1841624 18431 


219878301 


1850849 18521 
Rhodospiri 


219878296 


6S ribosomal RNA, partial sequence 1856650 18581 


occus. 
219878255 


16S ribosomal RNA, partial sequence 1911333 19128 


16345 


Rhizobi 


bacterin 


bacterin 


Actinomyc 


1 sequen 
Bac 


Actinomycet 


ref|NR_025592.1 
30 1635961 Planoc 


Planococcus 
occus maitriensis 


ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 
Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Bacillus 
0 Bacillus 


ref|NR_025473.1 
ce 1801788 180329 
illus. 
NR_025451.1 
1833888 183531 
ales; Microc 


Gulosibacter 
7 Gulosibacter 
occineae; 


ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref|NR_025440.1| Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
llaceae; Roseospira. 

ref|NR_025435.1| Trichococcus palustris 
69 Trichococcus palustris Bacteria; 


Ureibacillus terrenus 
terrenus Bacteria; 


ref |NR_025394.1 
21 Ureibacillus 


Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

217834 Bacteria_16S 1919325 1919301 1 25 gi| 219878248 |ref|NR_025387.1| Chryseobacterium 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
217834 Bacteria_16S 1923855 1923831 17 41 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

217834 Bacteria_16S 1949844 1949820 17 41 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

217834 Bacteria_16S 1969428 1969404 1 25 gi|219878215|ref|NR_025354.1| Azospirillum 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 

217834 Bacteria_16S 1972354 19723141 41 gi|219878213|ref|NR_025352.1| Clostridium akagii 


strain CK58 16S r 
Firmicutes; Clost 
2 

smegmatis strain 
smegmatis Bacteri 
ycobacteriaceae; 


lephantis strain 
lephantis Bacter 
Mycobacteriaceae; 
2 
strain TF-11 16S 
Firmicutes; Bacil 


M 
2 
e 
e 


217834 Bacteria_16S 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


217834 Bacteria_16S 


strain ATCC 51384 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 
2132764 2132740 17 41 gi 
ATCC 35087 16S ribosomal RNA, partial 


Mycobacterium. 


a; Actinobacteria; Actinobacteridae; Act 


1972100 19735 


2125001 21265 


219857646 
sequence 


219857644 


2135795 2135771 17 41 gi 
16S ribosomal RNA, partial sequence 


21355 


inomycet 


91 Clostridium akagii Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
2033432 2033408 17 41 gi|219878172|ref|NR_025311.1| Mycobacterium 
ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
2052121 2052097 17 41 gi|219878157|ref|NR_025296.1| Mycobacterium 
DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
2125253 2125213 1 41 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


NR_025235.1 
132540 213398 
ales; Corynebact 


ref Mycobacterium 
9 Mycobacterium 


erineae; 


ND 


v 


ref |NR_025233.1| Mycobacterium brumae 
74 2137022 Mycobacterium brumae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


217834 Bacteria_16S 
strain YIM 90001 


217834 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 
217834 Bacteria_16S 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiaceae; 
217834 Bacteria_16S 
strain 105 16S ri 
Tenericutes; Moll 
217834 Bacteria_16S 
galactanivorans s 
galactanivorans B 
217834 Bacteria_16S 
strain LMG11607 1 
Bacteroidetes; Fl 
217834 Bacteria_16S 
peptidivorans str 
peptidivorans Bac 
217834 Bacteria_16S 
strain KCTC 3666 
Firmicutes; Bacil 
217834 Bacteria_16S 
strain M432/72 16 
Tenericutes; Moll 
217834 Bacteria_16S 
strain DSM 12272 
Firmicutes; Clost 
217834 Bacteria_16S 
subsp. spizizenii 
subtilis subsp. s 
217834 Bacteria_16S 
strain SR12 16S r 
Firmicutes; Clost 
217834 Bacteria_16S 
strain FI-25796 1 


217834 Bacteria_16S 
thermoflava strai 
thermoflava Bacte 
Pseudonocardiaceae; 
217834 Bacteria_16S 
strain DSM 43194 


217834 Bacteria_16S 
selangorensis str 
selangorensis Bac 
217834 Bacteria_16S 
mcmeekinii strain 
acteria; Firmicu 
17834 Bacteria_16S 
lkanoclasticum s 
lkanoclasticum B 
17834 Bacteria_16S 


acteria; Firmicu 
17834 Bacteria_16S 
gariperforans st 
gariperforans Ba 
Reichenbachiella. 
217834 Bacteria_16S 
strain GTC 854 16 
irmicutes; Bacil 
17834 Bacteria_16S 
lycanilyticus st 
lycanilyticus Ba 
217834 Bacteria_16S 


9MA9NDWONAAND 


F 
2 
g 
g 


avobacteria; 


ridia; 


teria; 


tes; 


cteria; 


2149409 2149385 17 


2162898 2162874 1 
Proteobacteria; 


2166010 2165986 17 


Pseudonocardia. 
2278676 2278652 1 


2392150 23921261 


Bacteroidetes; 
2407317 2407293 1 


2434716 2434676 1 
Firmicutes; 
2449966 2449926 1 
2489112 2489088 1 
2529996 2529956 1 
Clostridiales; 


2550644 2550604 1 


2558379 2558339 1 


ibosomal RNA, partial sequence 
ridia; 


Clostridiales; 
2593736 2593712 17 


2609052 2609028 17 


Amycolatopsis. 
2610621 2610597 17 
2616897 2616857 1 


Firmicutes; 
2621449 2621409 1 


Bacillales; 
2633615 2633575 1 


train MAE2 16S ribosomal RNA, 
acteria; 


Firmicutes; 
2722431 27223911 
2758330 2758306 1 
Bacteroidetes; 
2768778 2768738 1 


Bacillaceae; Bac 
2777993 2777953 1 


Firmicutes; Bac 
2792909 2792869 1 


41 


rain AM13 16S ribosomal RNA, partial s 
cteria; 


gi| 219857635 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


ref |NR_025224.1 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


donocardineae; Pseudonocardiaceae; Prauserella. 
25 gi|219857626|ref|NR_025215.1| Desulfovibrio 
equence 2162629 2164163 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
41 gi|219857624|ref|NR_025213.1| Pseudonocardia 
al sequence 2165786 2167229 Pseudonocardia 


s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 


25 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


train Dsij 16S ribosomal RNA, partial 
acteria; 


ain TMC4 16S ribosomal RNA, partial se 
teria; 
lales; Thermoactinomycetaceae; Laceyel 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


41 


strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacill 


41 


Eubacteriaceae; 


41 


41 


n N1165 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 


41 


41 


ain LMG 17710 16S ribosomal RNA, parti 
Lactobacillales; 


41 


S23F2 16S ribosomal RNA, partial sequ 
Planococcaceae; 


41 


41 


omorum strain 3A 16S ribosomal RNA, partial sequence 
tes; Bacillales; Alicyclobacillaceae; 


25 


rain KMM 3525 16S ribosomal RNA, parti 
Sphingobacteria 


41 


S ribosomal RNA, partial sequence 
lales; 


illus. 
41 


rain DS-1 16S ribosomal RNA, partial s 
cteria; 


illales; 
41 


partial 
Bacillales; 


er 


gi| 219857547 


2278443 22799 


25 gi|219857465|ref|NR_025053.1 
sequence 2391886 239336 
Flavobacteria; Flavobacteriales; Flavoba 
25 gi| 219857455 |ref|NR_025043.1 
6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteriales; Flavobacteriaceae; Riemerella. 
41 gi|219857431|ref|NR_025019.1 
quence 2434473 243595 
Clostridia; Clostridiales; Clostridiaceae; Cl 
41 gi| 219857419 |ref|NR_025007.1 
16S ribosomal RNA, partial sequence 2449732 24511 
la. 
25 gi|219857390|ref|NR_024978.1 
2488881 24903 
41 gi|219857357|ref|NR_024945.1 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


cl 
219857343 
partial 
ales; 
gi| 219857338 
2558106 25596 
Eu 
219857272 


gi 


gi 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 
219857259 
nce 
Actinomyc 


gi 


gi| 219857258 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


do 
219857254 
al sequenc 
ct 
219857251 
ence 26212 
Planomicrobium. 
gi| 219857236 
sequence 
coccaceae; 
219857173 
27221 
Alicycloba 
219857147 
al sequenc 
; Sphingob 


’ 


gi 


La 
gi 


Plano 
gi 


gi 


gi| 219857138 
2768556 27700 


219857131 
equence 
acillaceae 
219857121 


gi 


Paenib 
gi 


haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


idae; Ac 


Baci 


bacterin 


nocardin 


obacilla 


tinomycetales; P 


ref|NR_025135.1 


ref 
sequ 
llac 

ref 


NR_024931.1 
ence 255039 
eae; Bacillu 
NR_024926.1 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
NR_024890.1 
2608828 261032 
etales; Pseudono 


ref|NR_024889.1 
eae; Pseudonocar 
ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref|NR_024881.1 
00 2622680 Planom 


ref |NR_024864.1 

2633347 263479 
Planomicrobium. 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024775.1 
e 2758107 275950 
acteriales; 


ref |NR_024766.1 


ref|NR_024759.1 
2777747 277920 
; Paenibacillus. 


seudonocardineae; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Riemerella columbina 


26 Riemerella columbina Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 
Laceyella putida 


92 Laceyella putida Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 
ostridium. 


Bacillus subtilis 
4 2551802 Bacillus 
Ss 
Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 
bacterium. 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Paralactobacillus 

9 Paralactobacillus 
acillus. 
Planomicrobium 
icrobium mcmeekinii 


Planomicrobium 
1 Planomicrobium 


Alicyclobacillus 
lobacillus pomorum 


Reichenbachiella 
5 Reichenbachiella 


Flammeovirgaceae; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Paenibacillus 
8 Paenibacillus 


ref |NR_024749.1 
2792664 279412 


Clostridium 
8 Clostridium 


is} 


minutisporangium 


Frankineae; Crypt 
strain DSM11031 1 
Firmicutes; Bacil 
2 
delphini strain A 
delphini Bacteria 


strain JaH 16S ri 
Firmicutes; Bacil 


strain NCIMB 1112 
Proteobacteria; A 


strain RF-4 16S r 
Deinococcus-Therm 


polyendosporus st 
polyendosporus Ba 


strain TA68 16S r 
Actinobacteria; A 


athranii strain 
acteria; Firmicu 


agnetotacticum s 
agnetotacticum B 
agnetospirillum. 


NSEBBNWSBN 


strain HA2P 16S r 
Spirochaetes; Spi 
2 
strain DSM 3662 1 
Firmicutes; Clost 


217834 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


strain DSM 4132 1 
Firmicutes; Clost 


wieringae strain 
wieringae Bacteri 
2 
strain DSM 1030 1 
Firmicutes; Clost 


strain DSM 10365 
irmicutes; Clost 


F 
2 
islandicus strain 
Bacteria; Nitrosp 
2 
strain DSM 44183 


Actinobacteria; A 


strain DSM 20748 

Firmicutes; Bacil 
2 
strain ATCC 33048 
Bacteria; Firmicu 


strain DSM 20032 
Actinobacteria; A 


17834 Bacteria_16S 
Cryptosporangium minutisporangium Bacte 


217834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


2797366 2797342 17 41 gi 
strain IFO 15962 16S ribosomal RNA, pa 


osporangiaceae; Cryptosporangium. 
2870744 2870704 1 41 gi 
lales; Bacillaceae; Bacillus. 
2913644 2913604 1 41 gi 
TCC 49171 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2983354 2983314 1 41 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3004743 3004703 1 41 gi 
6 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
3021246 3021206 1 41 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3028836 3028796 1 41 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3092279 3092243 1 37 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3173832 3173792 1 41 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3198335 3198295 1 41 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


, 


3204243 3204223 19 39 
ibosomal RNA, partial sequence 
rochaetales; 
3273779 3273739 1 


gi 


41 gi 
ridia; Clostridiales; Eubacteriaceae; 

3278316 3278276 1 41 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3279835 32797951 41 gi 


ridia; Clostridiales; Eubacteriaceae; 

3282879 3282839 1 41 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3284403 3284363 1 41 gi 


ridia; Clostridiales; 
3285912 3285872 1 


Eubacteriaceae; 
41 gi 


ridia; Clostridiales; Clostridiaceae; 

3287427 3287387 1 41 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3336065 3336041 17 41 gi 


ctinobacteridae; Actinomycetales; Cory 
3362211 33621711 41 gi 


lales; Bacillaceae; Salimicrobium. 
3410720 3410696 1 25 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3453923 3453887 1 37 gi 


ctinobacteridae; Actinomycetales; Micr 


217834 Bacteria_16S 


219857118 
rtial sequ 


ria; Actinobacteria 


219856877 


6S ribosomal RNA, partial sequence 2870477 28720 


219856847 
equence 

us 
219846934 


2983106 29845 


219846920 

30045 

locystacea 
219846909 


3021006 30224 


Thermus. 
219846904 
equence 
idiales; C 
219846860 


3092041 30935 


ococcineae 
219846805 
31735 
s; Thermoa 
219846789 
ial sequen 
cteria; Rh 


219846785 


3204032 32054 
Spirochaetaceae; Treponema. 


219846738 


6S ribosomal RNA, partial sequence 3273522 32749 


Eubacteriu 
219846735 
quence 

es; Eubact 
219846734 


6S ribosomal RNA, partial sequence 3279583 32810 


Acetobacte 
219846732 
quence 

es; Eubact 


219846731 


6S ribosomal RNA, partial sequence 3284145 32856 


Acetobacte 
219846730 


16S ribosomal RNA, partial sequence 3285670 32871 


Clostridiu 
219846729 
ence 32871 
hermodesul 
219846694 


16S ribosomal RNA, partial sequence 3335845 33373 


nebacterin 
219846675 


16S ribosomal RNA, partial sequence 3361953 33634 


219846637 

34104 

nellaceae; 
219846607 


16S ribosomal RNA, partial sequence 3453662 34551 


ococcineae 
219846580 


3493505 3493481 17 41 gi 


ref 
ence 


NR_024746.1 
279714 


’ 


ref|NR_024696.1 


ref|NR_024666.1 
2913371 291486 


ref |NR_026526.1 


ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026501.1 


NR_026496.1 
3 
ridiaceae; A 


ref |NR_026452.1 


; Micrococcaceae 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref |NR_026377.1 


ref |NR_026330.1 
m. 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026326.1 


rium. 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


rium. 
ref |NR_026322.1 


m. 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026267.1 
41 Salimicrobium 


ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref|NR_026199.1 
; Micrococcaceae 
ref|NR_026172.1 


municipale strain DSM 44069 16S ribosomal RNA, partial sequence 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Thermocrispum. 


Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Staphylococcus 
3 Staphylococcus 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Anaerobacter 
8 Anaerobacter 
naerobacter. 
Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


’ 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Salimicrobium album 
album Bacteria; 


Dialister pneumosintes 
ter pneumosintes 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


3493260 349458 


Thermocrispum 
8 Thermocrispum 


regorii strain N 
regorii Bacteria 
seudonocardiacea 


angingivalis str 
angingivalis Bac 


araputrificum st 


2 
g 
g 
P: 
2 
c 
c 
2 
is] 
paraputrificum Ba 
2 


cellobioparum str 
cellobioparum Bac 


strain 1066 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
217834 Bacteria_16S 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


217834 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 
2 
hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


217834 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


strain ATCC 27255 
Firmicutes; Clost 


217834 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


17834 Bacteria_16S 


217834 Bacteria_16S 


217834 Bacteria_16S 
DSM 44277 16S ribosomal RNA, partial s 


teria; 
17834 Bacteria_16S 


tes; 
217834 Bacteria_16S 


cteroidia; 


3523671 3523647 17 41 gi 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 

3548289 3548265 1 25 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
3549828 3549788 1 41 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3593961 35939211 41 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3615310 3615286 17 41 gi 
ibosomal RNA, partial sequence 


eq 
ti 


v 
e; 


1 
te 


ti 
id 


1 
di 


ne 
3636238 3636214 17 41 gi 
16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


3663819 3663795 17 41 


gi 
eq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
3703175 37031511 25 gi 
ain ATCC 11845 16S ribosomal RNA, part 
Bacteroidetes; Flavobacteria; F 
3721179 3721155 17 41 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ia 
la 


ce 
al 


3830975 3830951 1 25 gi 
in C94 16S ribosomal RNA, partial sequ 
Clostridia; Clostridiales; Rumino 
3832401 3832377 1 25 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Ruminococcaceae; 
3867171 3867147 1 25 gi 
16S ribosomal RNA, partial sequence 

Bacteroidales; Porphyromona 


en 
co 


R 


da 


217834 Bacteria_16S 
strain Wai33 16S ribosomal RN 
Deinococcus-Thermus; 
217834 Bacteria_16S 


strain YT-1 16S r 


Deinococcus-Thermus; 
217834 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


brockii subsp. fi 


Thermoanaerobacte 


alodenitrificans 
alodenitrificans 
alomonas. 


2 
h 
h 
H 
2 
okeanokoites stra 
okeanokoites Bact 
2 
R-7190 16S riboso: 
Bacillales; Bacil 


strain R-6540 16S 
Firmicutes; Bacil 


vulcanalis strain 
Bacteria; Firmicu 


ain JT-3 16S ribosomal RNA, partial se 
teria; 
r. 
217834 Bacteria_16S 
nnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 
rales; 
17834 Bacteria_16S 


17834 Bacteria_16S 
in IFO 12536 16S ribosomal RNA, partia 
eria; 
17834 Bacteria_16S 

mal RNA, partial sequence 
laceae; 
217834 Bacteria_16S 


lales; 
217834 Bacteria_16S 


tes; Bacillales; Alicyclobacillaceae; 
217834 Bacteria_16S 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


3876401 3876361 1 41 gi 
A, partial sequence 
Deinococci; Thermales; Thermaceae; 
3877921 3877881 1 41 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; 
3881039 3880999 1 


We 


Thermaceae; T 


41 gi 
qu 
Thermoana 


Firmicutes; Clostridia; 


3882611 3882571 1 41 


gi 
ar 
finnii Bacteria; 

Thermoanaerobacteraceae; Thermoan 
3891901 3891877 1 25 gi 
strain DSM 735 16S ribosomal RNA, compl 
Bacteria; Proteobacteria; Gammaproteoba 


3930103 3930063 1 41 


gi 
1 


Planococca 


gi 


Firmicutes; Bacillales; 
4040234 40401941 41 


Bacillus. 
4041692 4041652 1 41 
ribosomal RNA, partial sequence 

Bacillaceae; Bacillus. 
4047805 4047765 1 41 gi 
CsHg2 16S ribosomal RNA, partial sequ 


gi 


en 
Al 


4062711 4062687 17 41 


gi 


es; 


ceae; 
219846311 
3876152 38776 
hermus. 
219846310 
3877677 38791 
hermus. 
219846308 
ence 
erobacte 


4041510 40 


219846560 


uence 


nomyceta 


219846544 
sequence 
roidales 
219846543 
al seque 
Cc 
219846512 
sequence 
cl 
219846495 
3615060 36165 
bacterin 
219846481 
36360 
Cory 


iales; 


ales; 


es; 


219846462 
uence 
inomycet 


219846434 
1 sequen 
vobacter 
219846420 


37209 


219846341 
ce 38307 
ccaceae; 
219846340 


38321 


uminococ 
219846317 


38668 


219846307 
tial seq 
Firmicutes; 
aerobact 
219846300 
ete sequ 
cteria; 


219846274 
sequence 
ceae; 
219846196 
4039998 4041459 Ba 


Pl 


cil 


219846195 


429 


219846188 
ce 40 
icycl 
219846177 
complete sequence 4062487 4063992 Mycobacterium 


475 
oba 


Cory 


Po 


rphyromonada 
NR_026135.1 
354957 
lostridiaceae; C 
ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


nce 


ref|NR_026054.1 
3663577 366509 
ales; Corynebact 


’ 


ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref|NR_025907.1 
93 3868368 Porphy 
rphyromonas. 
ref|NR_025901.1 


ref|NR_025900.1 


ref|NR_025898.1 
3880766 388228 
rales; Thermoana 


ref 
uenc 


NR_025897.1 
e 388233 


er. 
ref 
ence 
Ocea 


NR_025890.1 
389163 
nospirillale 


ref|NR_025864.1 

3929851 393132 
anomicrobium. 
ref|NR_025786.1 
lus fordii Bacte 


ref|NR_025785.1 


ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 


Clostridia; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Clostridium 
2 3551038 Clostridium 
lostridium. 
Clostridium 
3 Clostridium 
ostridium. 
Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus bromii 
coccus bromii Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 


8 3883860 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Planomicrobium 
2 Planomicrobium 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Alicyclobacillus 
lobacillus vulcanalis 


ref|NR_025767.1 


Mycobacterium 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriace 
2 


17834 Bacteria_16S 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocur 


ae; Mycobacterium. 


4124836 4124800 1 37 gi 


Actinobacteridae; Actinomycetales; Micrococcineae; Micr 


algeriensis st 
algeriensis Ba 
Actinosynnemat 


yamanashiensis 
yamanashiensis 
Nocardiaceae; 


strain IFM 100 
Actinobacteria 


strain IFM 100 
Actinobacteria 
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Actinobacteria 


strain IFM 057 
Actinobacteria 


strain IFM 100 
Actinobacteria 
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Actinobacteria 


217834 Bacteria_16S 


217834 Fungi_16S 


217834 Fungi_16S 


217834 Fungi_16S 


217834 Fungi_16S 


217834 Fungi_16S 


217834 Fungi_16S 


217834 Fungi_16S 


4210381 4210357 17 41 gi 
rain SA 233 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacteridae; 
aceae; Saccharothrix. 

10891 10851 1 41 gi 
strain IFM 0265 16S ribosomal RNA, parti 


Nocardia. 


9410 9364 1 47 gi 


; Actinobacteridae; Actinomycetales; Cory 


259 219 1 41 gi 
35 16S ribosomal RNA, partial sequence 1 

Actinobacteridae; Actinomycetales; Cory 
1768 1728 1 41 gi 


’ 


Actinobacteridae; Actinomycetales; Cory 
3306 3266 1 41 gi 


, 


; Actinobacteridae; Actinomycetales; Cory 


4866 4826 1 41 gi 


; Actinobacteridae; Actinomycetales; Cory 


6422 6382 1 41 gi 
6S ribosomal RNA, partial sequence 


; Actinobacteridae; Actinomycetales; Cory 


Actinobacteria 


217834 Archaea_16S 
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Archaea; Eurya 


217834 Archaea_16S 
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Euryarchaeota; 


217834 Archaea_16S 


strain JA-1 16 
Euryarchaeota; 


217834 Archaea_16S 
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Euryarchaeota; 


217834 Archaea_16S 
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217834 Archaea_16S 
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217834 Archaea_16S 
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Thermococci; T 
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RG-20 16S ribo 
Thermococci; T 
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DT5432 16S rib 


Euryarchaeota; 


217834 Archaea_16S 
peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 


9653 Archaea; 


217834 Fungi_16S 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 


17834 Archaea_16S 
aiotapuensis WT 


17834 Archaea_16S 
K-3 16S ribosoma 


17834 Archaea_16S 
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18071 18034 1 38 gi 
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110551 110514 1 38 gi 
1 16S ribosomal RNA, partial sequence 
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88 16S ribosomal RNA, partial sequence 9174 


4 16S ribosomal RNA, partial sequence 1564 
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265678754 
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17766 
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quence 
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cus. 
254971298 
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hermococ 
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ref|NR_025658.1 
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mycetales; 
ref|NR_024825.1 


Nocardiacea 
NR_028654.1 


eae; 
ref 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiace 
NR_028650.1 


eae; 
ref 


Nocardiace 
NR_028644.1 


eae; 
ref 


eae; Nocardiace 

ref|NR_029059.1 
16263 Palaeo 

eae; Palaeococcu 

ref|NR_029055.1 
Thermococcus 

mococcus. 

ref |NR_029054.1 


cocc 
ref 


us. 
NR_029053.1 


coccus. 
ref|NR_028646.1 
35282 36655 
Methanocaldococ 
ref|NR_028251.1 
Thermococcus 
mococcus. 
ref|NR_028239.1 
cus zilligii 


ref |NR_028216.1 
0 111787 Thermo 
eae; Thermococcu 
ref|NR_028197.1 
7 #129829 Thermo 
eae; Thermococcu 
ref|NR_028196.1 
cus stetteri 
ref/NR_028195.1 
cus siculi 
ref|NR_028194.1 
cus profundu 


mococcus. 


ia marina Bacter 


Pseudono 


Coryn 


Archaea; 


Kocuria marina strain 
ia; Actinobacteria; 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Nocardia 
Nocardia 


ebacterineae; 


Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
a 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
a 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 
a 


e; Nocardia. 
Palaeococcus 

coccus helgesonii 

s. 
Thermococcus aegaeus 


aegaeus Archaea; 


Pyrococcus horikoshii 


Pyrococcus horikoshii Archaea; 


Pyrococcus glycovorans 


Pyrococcus glycovorans Archaea; 


Methanotorris 

Methanotorris 
caceae; Methanotorris. 

Thermococcus 


guaymasensis Archaea; 


Thermococcus zilligii 
Archaea; Euryarchaeota; 


Thermococcus 
coccus kodakarensis KOD1 
Ss. 

Thermococcus 
coccus waiotapuensis 
s. 

Thermococcus stetteri 
Archaea; Euryarchaeota; 


Thermococcus siculi 
Euryarchaeota; 


Thermococcus profundus 
s Archaea; 


ref|NR_028193.1 


occaceae; Thermo 


Thermococcus 


134361 135805 Thermococcus peptonophilus JCM 


coccus. 


217834 Archaea_16S 136095 136058 1 38 gi|254971274|ref|NR_028192.1| Thermococcus pacificus 
P-4 16S ribosomal RNA, partial sequence 135856 137291 Thermococcus pacificus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

217834 Archaea_16S 137586 137549 1 38 gi|254971273|ref|NR_028191.1| Thermococcus 
gorgonarius W-12 16S ribosomal RNA, partial sequence 137342 138786 Thermococcus gorgonarius Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

217834 Archaea_16S 155472 155435 1 38 gi|254971261|ref|NR_028179.1| Thermococcus 
thioreducens OGL-20P 16S ribosomal RNA, partial sequence 155248 156699 Thermococcus thioreducens 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

217834 Archaea_16S 189772 189735 1 38 gi|254971236|ref|NR_028154.1| Thermococcus 
acidaminovorans AEDII10 16S ribosomal RNA, partial sequence 189527 190952 Thermococcus acidaminovorans 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

217834 Archaea_16S 197216 197179 1 38 gi|254971231|ref|NR_028149.1| Palaeococcus 
ferrophilus DMJ 16S ribosomal RNA, partial sequence 196978 198386 Palaeococcus ferrophilus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

217834 Archaea_16S 28232 28208 1 25 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 
indicus strain SL43 16S ribosomal RNA, partial sequence 27994 29402 Methanocaldococcus indicus 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 
217834 Archaea_16S 34063 34039 1 25 gi|265678399|ref|NR_028701.1| Methanocaldococcus 
vulcanius strain M7 16S ribosomal RNA, partial sequence 33808 35231 Methanocaldococcus vulcanius 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 
221114 Bacteria_16S 2350638 2350708 1 71 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

221114 Bacteria_16S 3941376 3941442 1 67 gi|219846265|ref|NR_025855.1| Rhodobium marinum 


strain BN 126 16 
Proteobacteria; 


221114 Bacteria_ 


lituiforme strai 
Bacteria; Proteo 


221114 Bacteria_ 


rudongensis stra 
rudongensis Bact 


221114 Bacteria_ 


strain AU476 16S 
Proteobacteria; 


221114 Bacteria_ 


lusatiensis stra 
Bacteria; Proteo 


221114 Bacteria_ 


34632 16S riboso 
Alphaproteobacte 


221114 Bacteria_ 


strain AN1 16S r 
Proteobacteria; 


221114 Bacteria_ 


hydrogenovorans 
hydrogenovorans 
Desulfonatronovi 


221114 Bacteria_ 


strain B 16S rib 
Alphaproteobacte 


221114 Bacteria_ 


strain MB312 16S 
Proteobacteria; 


221114 Bacteria_ 


strain JCM 21370 
Proteobacteria; 


221114 Bacteria_ 


506 16S ribosoma 
Alphaproteobacte 


221114 Bacteria_ 


strain 7d 16S ri 
Proteobacteria; 


221114 Bacteria_ 


aminoxidans stra 
Bacteria; Proteo 


221114 Bacteria_ 


strain TagT2C 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
221114 Bacteria_ 


S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Rhodo 
16S 364549 364615 1 67 gi 
n FaiI3 16S ribosomal RNA, partial sequ 
bacteria; Alphaproteobacteria; Caulobac 
16S 464244 464310 1 67 gi 
in AS1.1761 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacter 
16S 465753 465819 1 67 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 

16S 1570331 1570397 1 67 gi 
in S1 16S ribosomal RNA, partial sequen 
bacteria; Alphaproteobacteria; Rhizobia 
16S 2302244 23023101 67 gi 
mal RNA, partial sequence 
ria; Rhizobiales; Bradyrhizobiaceae; Af 
16S 2568646 2568712 1 67 gi 
ibosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Brady 


3940082 39414 
biaceae; Afife 


464412 46582 


2300928 2302353 Afipi 


2567339 25687 


265678812 
ence 36326 
terales; C 
265678742 
sequence 

ia; Rhizob 
265678741 


Rhodospiri 
219878173 
ce 15690 
les; Phyll 
219857529 


ipia. 
219857289 


rhizobiace 


16s 3244819 3244885 1 67 gi 
strain Z-7935 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Deltaproteoba 
brio. 
16S 

fo} 
ria; Rhodobacterales; Rhodobacteraceae; 
16S 352675 352741 1 67 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Rhodo 
16S 1071533 1071599 1 67 gi 


351219 351285 1 67 gi 


Alphaproteobacteria; Rhodospirillales; 
16S 1306917 1306983 1 67 gi 
1 RNA, complete sequence 
ria; Rhizobiales; Xanthobacteraceae; 
16S 2221672 2221738 1 67 
bosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Xanth 
16S 2223082 2223148 1 67 gi 
in 14a 16S ribosomal RNA, partial seque 
bacteria; Alphaproteobacteria; Rhizobia 
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Xanthobacter 


autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


221114 Bacteria_16S 3309923 3309989 1 67 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

221114 Bacteria_16S 3976897 3976966 1 ah gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

221114 Bacteria_16S 4223719 4223785 1 67 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

221114 Bacteria_16S 2236881 2236950 1 70 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

221114 Bacteria_16S 3234100 32341411 42 gi|219846765|ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

221114 Bacteria_16S 379573 379625 1 53 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

221114 Bacteria_16S 382629 382681 1 53 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

221114 Bacteria_16S 768770 768822 1 53 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

221114 Bacteria_16S 1121302 1121325 44 67 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

221114 Bacteria_16S 1366192 1366251 1 60 gi|228719040|ref|NR_027578.1| Nitrobacter 
hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

221114 Bacteria_16S 2860982 2861041 1 60 gi|219856884|ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 
221114 Bacteria_16S 37663 37729 1 67 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

221114 Bacteria_16S 254086 254152 1 67 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

221114 Bacteria_16S 355595. 355661 1 67 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

221114 Bacteria_16S 384143 384209 1 67 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

221114 Bacteria_16S 743873 743938 1 67 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

221114 Bacteria_16S 834781 834847 1 67 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 

221114 Bacteria_16S 836283 836349 1 67 gi| 265678489 |ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

221114 Bacteria_16S 1340493 1340535 1 43 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

221114 Bacteria_16S 1573347 1573413 1 67 gi| 219857383 |ref|NR_024971.1| Rhodopseudomonas 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 
221114 Bacteria_16S 1613083 1613149 1 67 gi|219878468|ref|NR_025607.1] Loktanella 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


1611794 161320 


8 Loktanella 


221114 Bacteria_16S 1986046 1986068 45 67 gi|219878205|ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 
221114 Bacteria_16S 2022591 2022657 1 67 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

221114 Bacteria_16S 3364855 3364877 1 23 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 
221114 Bacteria_16S 3705726 3705748 1 23 gi|219846433|ref|NR_026024.1| Prosthecobacter 
fusiformis strain FC4 16S ribosomal RNA, partial sequence 3704351 3705819 Prosthecobacter fusiformis 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
221114 Bacteria_16S 3707244 3707266 1 23 gi|219846432|ref|NR_026023.1| Prosthecobacter 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosthecobacter debontii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
221114 Bacteria_16S 3710281 3710303 1 23 gi|219846430|ref|NR_026021.1| Prosthecobacter 
dejongeii strain FC1 16S ribosomal RNA, partial sequence 3708907 3710374 Prosthecobacter dejongeii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
221114 Bacteria_16S 51284 51353 1 70 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
221114 Bacteria_16S 78476 78501 1 26 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 


221114 Bacteria_16S 151439 151464 1 26 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

221114 Bacteria_16S 282628 282653 1 26 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

221114 Bacteria_16S 284212 284237 1 26 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 


vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 
221114 Bacteria_16S 329852 329877 1 26 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 
221114 Bacteria_16S 665062 665087 1 26 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 
221114 Bacteria_16S 879933 879958 1 26 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
Prochlorococcaceae; Prochlorococcus. 
221114 Bacteria_16S 995543 995568 1 26 gi|265678381|ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 


221114 Bacteria_16S 1104518 1104543 1 26 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

221114 Bacteria_16S 1181813 1181838 1 26 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 

221114 Bacteria_16S 1248316 1248341 1 26 gi|219857449|ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

221114 Bacteria_16S 1367778 1367803 1 26 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 
strain E58 16S ribosomal RNA, complete sequence 1366379 1367926 Chlamydophila pecorum E58 Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

221114 Bacteria_16S 1464774 1464799 1 26 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

221114 Bacteria_16S 1517543 1517568 1 26 gi|219873435|ref|NR_025194.1| Desulfotignum 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 1517596 Desulfotignum 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfotignum. 
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ref|NR_025858.1] Paracoccus 
3935756 3937139 Paracoccus 


thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 
221114 Bacteria_ 
strain MB-G2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


221114 Bacteria_ 


strain NCIMB 1176 
Proteob 


Bacteria; 
222904 Bacteria_ 


phenazinium strai 
Proteob 


Bacteria; 
222904 Bacteria_ 
strain LMG 20598 
Proteobacteria; 

222904 Bacteria_ 


strain STM815 16S 
Proteob 


Bacteria; 
222904 Bacteria_ 
strain LMG 16225 
Proteobacteria; 

222904 Bacteria_ 


caribensis strain 
caribensis Bacter 


222904 Bacteria_ 


multivorans strai 
multivorans Bacte 
Bur 


Burkholderia; 
222904 Bacteria_ 
strain C4D1M 16S 
Proteobacteria; 

222904 Bacteria_ 


strain P 1-22-1 1 
B 


Proteobacteria; 
222904 Bacteria_ 


pyrrocinia strain 
Proteob 
Burkholderia cepa 


Bacteria; 


222904 Bacteria_ 


strain 717 16S ri 
B 


Proteobacteria; 
complex. 
222904 Bacteria_ 


strain R 8118 16S 
B 


Proteobacteria; 
222904 Bacteria_ 


strain Ppe8 16S r 
B 
222904 Bacteria_16S 
respiraculi strai 
respiraculi Bacte 
222904 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
222904 Bacteria_16S 
strain N-1 16S ri 
B 
222904 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain LMG 18819 
Proteobacteria; 


strain LMG 18106 
Proteobacteria; 


strain LMG 16407 


Proteobacteria; 


metallidurans CH3 
Cupriavidus. 


222904 Bacteria_16S 


strain MT1-641 16 


B 


B 


B 


B 
222904 Bacteria_16S 


B 
222904 Bacteria_16S 


B 
222904 Bacteria_16S 
metallidurans str 


16S 3956129 3956181 1 53 
ribosomal RNA, partial sequence 


gi 


16S 3969675 3969727 1 53 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
16S 237055 236948 1 108 gi 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


16S 1284002 1283895 1 108 gi 


etaproteobacteria; Burkholderiales; Bu 
16S 1387353 1387246 1 108 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
16S 2385450 2385343 1 108 gi 


etaproteobacteria; Burkholderiales; Bu 
16S 3078194 3078089 1 106 gi 
MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
16S 20840 20733 1 108 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

16S 235419 235312 1 108 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
16S 238637 238530 1 108 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
16S 240184 240077 1 108 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

16S 241770 241663 1 108 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


16S 468596 468489 1 108 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
16S 589106 588999 1 108 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
758020 757913 1 108 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
823845 823738 1 108 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
874018 873911 1 108 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
893452 893345 1 108 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
894987 894880 1 108 gi 


etaproteobacteria; Burkholderiales; Bu 
896522 896415 1 108 gi 


etaproteobacteria; Burkholderiales; Bu 
1338859 1338752 1 108 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


3954838 39562 
hodobacter 


16S ribosomal RNA, partial sequence 1282800 12842 
holderia 


1386182 13876 


16S ribosomal RNA, partial sequence 2384259 23857 


234235 23583 


6S ribosomal RNA, partial sequence 237457 23896 


240595 24207 


467397 46889 


587905 58931 


872811 87416 


16S ribosomal RNA, partial sequence 892248 89373 


16S ribosomal RNA, partial sequence 893783 89526 


16S ribosomal RNA, partial sequence 895318 89680 


quence 
bacteria; 


219846255 


219846246 

39683 
rillales; 
265678904 
nce 23588 


rk 
228716754 


rkholderia 
219846870 
uence 


La 
265679050 
sequence 
a; Burkhol 


265678905 


rkholderia 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 
265678739 


rkholderia 
265678660 


rkholderia 
265678541 
quence 

a; Burkhol 
265678497 
sequence 
a; Burkhol 
265678463 


rkholderia 
265678449 


rkholderia 
265678448 


rkholderia 
265678447 


rkholderia 
228721484 


1373767 1373660 1 108 
S ribosomal RNA, partial sequence 


gi 


Burkhold 


ref|NR_025845.1| Rhodovulum strictum 
24 Rhodovulum strictum Bacteria; 

aceae; Rhodovulum. 

ref|NR_025836.1| Phaeospirillum fulvum 
66 3969766 Phaeospirillum fulvum 
Rhodospirillaceae; Phaeospirillum. 
ref|NR_029212.1| Burkholderia 

5 237406 Burkholderia phenazinium 


riales; Burkholderiaceae; Burkholderia. 
219846066|ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 


ceae; Burkholder 
ref|NR_027555.1 
16 Burkholderia 


ia. 
Burkholderia phymatum 
phymatum STM815 


riales; Burkholderiaceae; Burkholderia. 
219857470|ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 


ceae; Burkholder 
ref |NR_026462.1 

3076975 307840 
eriales; Burkhol 
ref |NR_029358.1 

19628 21106 
deriales; Burkh 


Les 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Burkholderia 
Burkholderia 
olderiaceae; 
ref|NR_029213.1| Burkholderia graminis 
4 Burkholderia graminis Bacteria; 
ceae; Burkholderia. 

ref|NR_029211.1| Burkholderia glumae 
6 Burkholderia glumae Bacteria; 
ceae; Burkholderia. 
ref|NR_029210.1| Burkholderia 
7 240544 Burkholderia pyrrocinia 
rkholderiaceae; Burkholderia; 


Burkholderia cepacia 
cepacia Bacteria; 
ria; Burkholderia cepacia 


ref |NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


’ 


ref|NR_029044.1| Burkholderia terricola 
3 Burkholderia terricola Bacteria; 
ceae; Burkholderia. 
ref|NR_028965.1| Burkholderia tropica 
0 Burkholderia tropica Bacteria; 
ceae; Burkholderia. 
ref|NR_028845.1| Cupriavidus 
756798 758254 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028800.1| Cupriavidus 
822620 824161 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028766.1| Cupriavidus necator 
6 Cupriavidus necator Bacteria; 
ceae; Cupriavidus. 
ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 


228717983 


ceae; Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 
ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 
ceae; Pandoraea. 
ref|NR_027607.1| Cupriavidus 

1337638 1339130 Cupriavidus 
Burkholderiales; Burkholderiaceae; 
ref|NR_027569.1| Burkholderia unamae 


1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


222904 Bacteria_16S 


strain STM678 16S 
Proteobacteria; 


Proteobacteria; B 


complex. 


222904 Bacteria_16S 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 


222904 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


222904 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


222904 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


222904 Bacteria_16S 


strain AU2944 16S 
Proteobacteria; B 


222904 Bacteria_16S 


strain DSM 11853 


Proteobacteria; B 


222904 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


222904 Bacteria_16S 


caledonica strain 
caledonica Bacter 


222904 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


222904 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


222904 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; B 


222904 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


222904 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


222904 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


222904 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


222904 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


222904 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


222904 Bacteria_16S 
13501 16S ribosomal RNA, 


Proteobacteria; B 


222904 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


222904 Bacteria_16S 


B 


1388868 1388761 1 108 
ribosomal RNA, partial sequence 


gi 


1473615 1473508 1 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


108 gi 


1534119 1534012 1 108 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

1899473 1899366 1 108 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1923303 1923196 1 108 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


1964453 1964346 1 108 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


2123159 2123052 1 108 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2275028 2274921 1 108 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
2276562 2276455 1 108 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2386974 2386867 1 108 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2437172 2437065 1 108 gi 


etaproteobacteria; Burkholderiales; Bu 
2532469 2532362 1 108 gi 


etaproteobacteria; Burkholderiales; Bu 
3771177 3771070 1 108 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
64816 64709 1 108 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
256902 256795 1 108 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
290049 289942 1 108 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
739173 739066 1 108 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
1036469 1036362 1 108 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
1146814 1146707 1 108 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
1193679 1193572 1 108 
complete sequence 1192457 
etaproteobacteria; Burkholderiales; 
1267652 1267545 1 108 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
1360127 1360020 1 108 


Ox 
gi 


Ox 
gi 
Al 
gi 


Ox 
gi 


etaproteobacteria; Burkholderiales; Bu 
222904 Bacteria_16S 
AMMD 16S ribosoma 


228716720 


1387667 13891 
rkholderia 


224581402 


1472412 1473865 Burkh 


rkholderia 


219857425 
sequence 
a; Burkhol 


219878264 
nce 18982 
caligenace 
219878246 
al sequenc 
teria; Bur 


219878219 
ial sequen 


ria; Hydro 


219857653 


2121958 21233 


rkholderia 
219857550 


16S ribosomal RNA, partial sequence 2273825 22753 


rkholderia 
219857549 
nce 22753 
riales; Bu 
219857469 
sequence 


v 


219857430 


6S ribosomal RNA, partial sequence 2436004 24374 


rkholderia 
219857356 


6S ribosomal RNA, partial sequence 2531266 25327 


rkholderia 
219846384 


3769978 37714 


rkholderia 
265679021 
ence 63592 
riales; Ox 
265678891 
ence 25570 
riales; Bu 
265678867 

28882 
caligenace 
265678555 
ence 73794 
riales; Ox 
265678354 


1035238 10367 


alobactera 
253680759 


1145612 11470 


alobactera 
228715722 


1193978 Borde 


caligenace 
219846423 


1266430 12679 


alobactera 
228720024 


thailandensis strain E264 16S ribosomal RNA, partial sequence 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; pse 


udomallei group. 


Burkhold 


ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 
ref |NR_024882.1 
olderia ambifari 
ceae; Burkholder 


v 


ref|NR_025013.1 
1532915 153432 
deriales; Burkho 


ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref |NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref |NR_025242.1 


; Ralstonia 
NR_025138.1 


ceae 
ref 


ceae; Cupriavidu 
ref |NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025018.1 
; Cupriavidu 
NR_024944.1 


ceae 
ref 


; Cupriavidu 
NR_025975.1 


ceae 
ref 
ceae; Ralstonia. 
ref |NR_029329.1 

65117 Herbas 
alobacteraceae; 
ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 
ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028656.1 
ceae; Herbaspiri 
ref |NR_028007.1 
; Collimona 
NR_027537.1 
a hinzii LMG 
Bordetella. 
NR_026014.1 


ceae 
ref 
tell 
ae; 
ref 


ceae; Massilia. 


Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 

Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Thiobacillus 
6 Thiobacillus 


drogenophilaceae; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 
Cupriavidus 

vidus campinensis 

Cupriavidus. 
Burkholderia 

6 Burkholderia 

deriaceae; Burkholderia. 

Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Burkholderia 
lderia xenovorans 
Burkholderia. 
Bordetella holmesii 
ella holmesii Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
Ss. 


Bordetella hinzii 
13501 Bacteria; 


LMG 


Massilia timonae 


23 Massilia timonae Bacteria; 


ref|NR_027587.1 
1358923 136041 


Burkholderia 
0 Burkholderia 


222904 Bacteria_ 
ruhlandii strain 
Bacteria; 
222904 Bacteria_ 


piechaudii strain 
piechaudii Bacter 


222904 Bacteria_ 


thiooxidans strai 
thiooxidans Bacte 


222904 Bacteria_ 
strain DSM 11334 
Proteobacteria; 

222904 Bacteria_ 


strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


222904 Bacteria_ 


subsp. parafaecalis strain G 16S ribosomal RNA, partial 
subsp. parafaecalis Bacteria; Proteobacteria; Betaprote 


Alcaligenes. 
222904 Bacteria_ 


frisingense strai 
frisingense Bacte 


Herbaspirillum. 
222904 Bacteria_ 
strain IPT10 16S 
Proteobacteria; 
222904 Bacteria_ 
chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 
222904 Bacteria_ 


kururiensis strai 
Proteob 


Bacteria; 
222904 Bacteria_ 
huttiense strain 


huttiense Bacteri 


Herbaspirillum. 
222904 Bacteria_ 


lividum strain DS 
Proteob 


Bacteria; 
222904 Bacteria_ 


agaricidamnosum s 


agaricidamnosum B 
Janthinobacterium. 
222904 Bacteria_ 


strain LMG 2207 1 
B 


Proteobacteria; 
222904 Bacteria_ 


parapertussis str 
parapertussis Bac 
222904 Bacteria_16S 
bronchiseptica st 
bronchiseptica Ba 
222904 Bacteria_16S 
violaceinigra str 
violaceinigra Bac 
222904 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; 


insolitus strain 


insolitus Bacteri 
222904 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; 


Proteobacteria; 


Proteob 


B 


B 


16S 1457149 1457042 1 108 gi 


16S 1472223 14721161 108 gi 


16S 1879260 1879153 1 108 gi 


16S 1897930 1897823 1 108 gi 


16S 1947721 1947614 1 108 


gi 


16S 1965970 1965863 1 108 


gi 


16S 1971771 1971664 1 108 


gi 


16S 2330917 2330810 1 108 
ribosomal RNA, partial sequence 


gi 


16S 2718848 2718741 1 108 


gi 


Bacteria; Proteobacteria; 


16S 2836208 2836101 1 108 


gi 


16S 2868559 2868452 1 108 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 
16S 


3221852 3221745 1 108 


gi 


16S 3223371 3223264 1 108 gi 
train Wlr3 16S ribosomal RNA, partial 


EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


n CS-K2 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Betaproteobacteri 


n GSF30 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Betaproteobacteri 


etaproteobacteria; Burkholderiales; Bu 
strain CPW301 16S ribosomal RNA, parti 


Betaproteoba 


n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


224581416 


224581405 


EY3860 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria 


219878282 

nce 

a; 
219878265 


16S ribosomal RNA, partial sequence 1896710 18982 
etaproteobacteria; Burkholderiales; Al 


ca 
219878230 


ca 

219878218 
sequence 

ob 


219878214 
nce 


a; 


219857509 


2329695 23312 
rkholderia 


219857176 
al 
cteria; 
219856900 
en 
riales; 
219856879 
sequence 
B 


219846773 
en 
riales; 
219846772 
sequence 


ence 14559 
riales; Al 


Burkholderia 


Burkhol 


ligenace 


ligenace 


acteria; 


Burkhol 


sequenc 
Bu 


ce 28349 
Bu 


urkholde 


ce 32206 
Ox 


acteria; 


Proteobacteria; 


Betaproteobacte 


ria; 


Bur 


B 


B 
222904 Bacteria_16S 
strain B4P 16S ri 
B 
222904 Bacteria_16S 
strain S2 16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Rhodocyclales; 


16S 3350732 3350625 1 108 


gi 


etaproteobacteria; Burkholderiales; Bu 
16S 3805888 3805781 1 108 gi 


teria; Proteobacteria; 


3807402 3807295 1 108 


gi 
cteria; Proteobacteria; 


4060673 4060566 1 108 


gi 
teria; Proteobacteria; 


4176540 4176433 1 108 


gi 


4178025 4177918 1 108 


gi 


a; Proteobacteria; Betaproteobacteria; 
4194867 4194760 1 108 gi 


etaproteobacteria; Burkholderiales; Al 
1424961 1424863 1 99 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1438904 1438806 1 99 


gi 


219846684 


rk 


6S ribosomal RNA, partial sequence 3349528 33510 
holderia 


ain 522 16S ribosomal RNA, partial seque 
Betaproteobacte 


rain Dog 71 16S ribosomal RNA, partial 
Betaproteobact 


ain YIM 31327 16S ribosomal RNA, parti 
Betaproteobacte 


Rhod 


219846359 
nce 
ria; 

219846358 

sequence 

eria; 
219846180 
al 
ria; 
219846096 


6S ribosomal RNA, partial sequence 4175338 41767 
etaproteobacteria; Burkholderiales; Al 
222904 Bacteria_16S 
LMG 6003 16S ribosomal RNA, partial se 


ca 
219846095 
quence 

B 
219846079 


6S ribosomal RNA, partial sequence 4193672 41950 
caligenace 


224581442 


1423741 14252 
ocyclaceae 


224581429 


Burkh 
Burkholderiales; Al 
sequenc 
Burkh 


ligenace 


urkholde 


ref|NR_027197.1 
caligenaceae; Ac 
ref|NR_027186.1 

1471041 147236 
les; Alcalig 
ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025404.1 


Bordetella. 
NR_025369.1 


ae; 
ref 


ae; Bordetella. 
ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 


ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_024804.1 
e 2717632 271910 
rkholderiales; O 


ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref |NR_024698.1 

2867356 286884 
riales; Oxalobac 


ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref |NR_026364.1 

3222170 322363 
kholderiales; Ox 


ref |NR_026276.1 


ceae; Paucimona 
ref|NR_025950.1 
3804660 380612 
olderiales; Alca 
ref |NR_025949.1 

3806174 380763 
c 
ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025669.1 


Kerstersia. 
NR_027224.1 


ae; 
ref 
; Th 
ref 


auera. 


Achromobacter 


66 1457283 Achromobacter ruhlandii 
hromobacter. 


Achromobacter 


1 Achromobacter 
enaceae; 


Limnobacter 


7 Limnobacter 
lderiaceae; 

Bordetella trematum 
30 Bordetella trematum Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 


Herbaspirillum 


9 Herbaspirillum 
acteraceae; 


Burkholderia sacchari 
sacchari Bacteria; 
ia. 


Herbaspirillum 


5 Herbaspirillum 
xalobacteraceae; 


Burkholderia 


lderia kururiensis 
Burkholderia. 


Herbaspirillum 


5 Herbaspirillum 
teraceae; 


Janthinobacterium 


nobacterium lividum 
Janthinobacterium. 


Janthinobacterium 


8 Janthinobacterium 
alobacteraceae; 


Achromobacter. 


Limnobacter. 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
s. 


NR_027211.1 


Thauera. 


Bordetella 


3 Bordetella 
ligenaceae; Bordetella. 


Bordetella 


7 Bordetella 
aligenaceae; Bordetella. 


Duganella 


7 Duganella 
obacteraceae; 
Achromobacter spanius 


spanius Bacteria; 


Yr. 


Achromobacter 


6 Achromobacter 
naceae; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 
1437684 1439179 Thauera aminoaromatica Bacteria; 
Rhodocyclaceae; 


Duganella. 


Achromobacter. 


222904 Bacteria_16S 2499038 2498940 1 99 
strain 3CB-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
222904 Bacteria_16S 3060302 3060204 1 99 
strain AX39 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
222904 Bacteria_16S 267402 267295 1 108 
strain OXB 16S ribosomal RNA, partial sequence 
Proteobacteria; 
222904 Bacteria_16S 2308281 2308174 1 108 
strain K24 16S ribosomal RNA, partial sequence 
Proteobacteria; 
222904 Bacteria_16S 3804374 3804267 1 108 
strain 18323 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


222904 Bacteria_16S 3973887 3973780 1 108 


strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 39741 


gi 
24 


Rhod 


gi 
30 


Rhod 


gi 
26 


Betaproteobacteria; Burkholderiales; Ox 


gi 
23 


Betaproteobacteria; Burkholderiales; Al 


gi 
38 


gi 


219857384 
97830 24993 


219846882 
59104 30605 


265678882 
6185 26767 


219857524 
07079 23085 


219846360 
03146 38046 


219846243 


ocyclaceae; 


ocyclaceae; 


alobacteraceae; 


caligenaceae; 


caligenaceae; 


ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 
Thauera. 
ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 
Thauera. 
ref|NR_029188.1| Oxalobacter formigenes 
2 Oxalobacter formigenes Bacteria; 
Oxalobacter. 

ref|NR_025112.1| Pigmentiphaga kullae 
60 Pigmentiphaga kullae Bacteria; 
Pigmentiphaga. 

ref|NR_025951.1| Bordetella pertussis 
09 Bordetella pertussis Bacteria; 
Bordetella. 
ref |NR_025833.1| Duganella zoogloeoides 
37 Duganella zoogloeoides Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

222904 Bacteria_16S 157515 157417 1 99 gi|265678958|ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

222904 Bacteria_16S 1003069 1002971 1 99 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

222904 Bacteria_16S 1466141 1466043 1 99 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

222904 Bacteria_16S 1469151 1469053 1 99 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

222904 Bacteria_16S 1687412 1687314 1 99 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 

222904 Bacteria_16S 2068264 2068166 1 99 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

222904 Bacteria_16S 2069796 2069698 1 99 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

222904 Bacteria_16S 2500575 2500477 1 99 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

222904 Bacteria_16S 2649936 2649838 1 99 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

222904 Bacteria_16S 2654454 2654356 1 99 gi|219857222|ref|NR_024850.1| Azoarcus communis 


strain SWub3 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
222904 Bacteria_16S 3061843 3061745 1 99 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


mechernichensis Bacteria; 
222904 Bacteria_16S 
strain DSM 12081 
Proteobacteria; 
222904 Bacteria_16S 3556947 3556849 1 99 
strain 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
222904 Bacteria_16S 3855987 3855889 1 99 
strain Td-21 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
222904 Bacteria_16S 3965045 3964947 1 99 
strain 2761 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
222904 Bacteria_16S 4122753 4122655 1 99 
succinatimandens 
succinatimandens 
Petrobacter. 
222904 Bacteria_16S 


Proteobacteria; 
3114266 3114168 1 
16S ribosomal RNA, 


99 


Bacteria; Proteobacteria; 


391707 391611 1 97 


taiwanensis strain cf 16S ribosomal RNA, partial sequence 


2653267 26546 
Rhodocyclaceae 


gi 


gi 


complete sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


gi 


3555718 35572 
Rhodocyclaceae 


gi 


3854781 38562 
Rhodocyclaceae 


gi 


3963836 39652 
Rhodocyclaceae 


gi 


strain 4BON 16S ribosomal RNA, partial 
Betaproteobacteria; 


gi 


219846881 
Rho 
219846846 
31130 


219846538 


219846325 


219846249 


219846135 
sequence 
Rh 


265678794 


16 Azoarcus communis Bacteria; 
; Azoarcus. 
ref|NR_026473.1| Thauera 
3060645 3062135 Thauera 


docyclales; Rhodocyclaceae; Thauera. 


ref|NR_026438.1| Azoarcus anaerobius 
39 3114569 Azoarcus anaerobius Bacteria; 
; Azoarcus. 

ref|NR_026130.1| Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


; Zoogloea. 

ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 

; Azoarcus. 

ref |NR_025839.1| Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 
; Rhodocyclus. 
ref|NR_025725.1] Petrobacter 

4121524 4123052 Petrobacter 
odocyclales; Rhodocyclaceae; 


ref|NR_029099.1| Chitinimonas 


39048 


2 392023 Chitinimonas taiwanensis 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 


222904 Bacteria_16S 
asinigenitalis st 
asinigenitalis Ba 
222904 Bacteria_16S 
strain B8 16S rib 
B 


Proteobacteria; 


Bacteria; Proteob 


222904 Bacteria_16S 


stercoricanis str 
stercoricanis Bac 


222904 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


222904 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


222904 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


222904 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


222904 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


222904 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


222904 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


222904 Bacteria_16S 
limicola strain G 


limicola Bacteria 


222904 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


222904 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


222904 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


222904 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


222904 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


222904 Bacteria_16S 


subterraneus stra 
Bacteria; Proteob 


222904 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


222904 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


222904 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


222904 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; B 


2576243 2576143 1 101 gi 


osomal RNA, partial sequence 


1552312 1552205 1 108 gi 
acteria; Betaproteobacteria; Burkholde 
1623580 1623473 1 108 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
2411346 2411239 1 108 gi 
6S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3270095 3269988 1 108 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; 
3590316 3590209 1 108 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3854464 3854357 1 108 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
4038176 4038069 1 108 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Th 
4082001 4081894 1 108 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
206470 206372 1 99 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
1830547 1830461 1 87 gi 
olChil 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 
1836600 1836502 1 99 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


Te 
gi 


Le 
gi 


gi 


v 


2074431 2074333 1 99 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2619387 2619301 1 87 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2646931 2646845 1 87 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
2651439 2651353 1 87 gi 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2675436 2675338 1 99 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
3055752 3055666 1 87 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


3075141 3075055 1 87 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
249497 249413 1 85 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


1180129 1180033 1 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 


97 gi 


222904 Bacteria_16S 


strain VB32 16S r 


2652968 2652884 1 85 gi 
ibosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Aq 
222904 Bacteria_16S 


citratiphilum strain B4 16S ribosomal RNA, partial sequ 


complete seq 


219857284 


rain UCD-1 16S ribosomal RNA, partial sequence 2575008 257651 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alc 
1549378 15492711 108 gi| 219857245 |ref|NR_024875.1 


1548180 15495 
bacteriu 


ua 
219857243 
ence 15511 
riales; 
219878461 
equence 

ria; 
219857453 


2410156 24116 


pidimonas. 
219846741 


3268876 32703 


ptothrix. 
219846516 


3589120 35906 
Id 


eonella. 
219846326 


3853246 38547 


ptothrix. 
219846198 
40370 
iomonas. 
219846165 


4080799 40822 


pidimonas. 
265678926 
sequence 
ria; 
219878316 
uence 
Rh 
219878311 
e 
ria; Rhodo 
219878141 
ence 20732 
riales; Al 
219857253 


2618180 26196 


ocyclaceae 
219857227 
uence 

; Rhodocyc 


219857224 


2650247 2651682 Azosp 


pira. 
219857206 
ence 26742 
aes 
219846885 
1 sequence 
eria; 


219846872 
ence 30739 
ales; 
265678896 
al sequenc 
acteria; N 


228717704 


1178919 1180416 Nitro 


itrosomona 
219857223 


Aq 


Burkh 


Burkh 


odocycla 


sequence 


Rhod 


Rhod 


ref|NR_024915.1 


95 Aquabacterium 
m. 
ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref|NR_025600.1 

1622384 162383 
olderiales; Alca 
ref|NR_025041.1 


ref |NR_026333.1 


ref|NR_026108.1 


ref |NR_025916.1 


ref|NR_025788.1 
01 4038390 Thiomo 


ref|NR_025755.1 


ref|NR_029234.1 
205252 206750 
olderiales; Alca 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodoc 


ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref |NR_024852.1 
ira oryzae Bacte 


ref|NR_024834.1 
15 2675666 Thioba 


ref|NR_026477.1 
3054533 305602 
ocyclales; Rhodo 


ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref |NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref 
somo 
dace 


NR_027566.1 
nas eutropha 
ae; Nitrosom 


Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 
Aquabacterium commune 
commune Bacteria; 


Aquabacterium 
cterium citratiphilum 


Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Taylorella 
Taylorella 
ligenaceae; Taylorella. 
Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Castellaniella 
laniella defragrans 
stellaniella. 

Dechloromonas agitata 
agitata Bacteria; 


Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Azospira oryzae strain 
ria; Proteobacteria; 


Thiobacter 
cter subterraneus 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Ferribacterium 
acterium limneticum 
ibacterium. 
Microvirgula 
Microvirgula 
sseriaceae; 


Nitrosomonas 
C91 Bacteria; 
onas. 


eutropha 


ref|NR_024851.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


Azoarcus indigens 


2651733 2653216 Azoarcus indigens Bacteria; 


222904 Bacteria_ 


australiensis str 
australiensis Bac 


Quatrionicoccus. 
222904 Bacteria_ 


defluvii strain B 
Proteob 


Bacteria; 
222904 Bacteria_ 


strain BSB 41.8 1 
B 


Proteobacteria; 
222904 Bacteria_ 


strain 7-1 16S ri 
B 


Proteobacteria; 
222904 Bacteria_ 


tataouinensis TTB 


TTB310 Bacteria; 
222904 Bacteria_ 


strain B6 16S rib 
B 


Proteobacteria; 
222904 Bacteria_ 


henchirensis stra 
henchirensis Bact 
222904 Bacteria_16S 
saccharophila str 
saccharophila Bac 
222904 Bacteria_16S 
lanceolatus strai 
lanceolatus Bacte 
222904 Bacteria_16S 


strain ATH 2.2.1 
Proteobacteria; 


Schlegelella. 


222904 Bacteria_16S 
naphthalenivorans 
Pro 
222904 Bacteria_16S 


CJ2 Bacteria; 
strain DSM 6984 1 
Proteobacteria; 


Proteobacteria; 


valerianellae Bac 


222904 Bacteria_16S 
strain 2 16S ribo 
B 
222904 Bacteria_16S 
strain PHL 16S ri 
B 
222904 Bacteria_16S 
denitrificans str 


Proteobacteria; 


Proteobacteria; 


denitrificans K60 
Alicycliphilus. 


222904 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


222904 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


222904 Bacteria_16S 


palleronii strain 
palleronii Bacter 


222904 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


222904 Bacteria_16S 


intermedia strain 


B 
222904 Bacteria_16S 
thermodepolymeran 
thermodepolymeran 


B 
222904 Bacteria_16S 
strain 34-P 16S r 
B 
222904 Bacteria_16S 
valerianellae str 


etaproteobacteria; Burkholderiales; Co 
16S 1198341 1198234 1 108 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
16S 1550844 1550737 1 108 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
16S 2179133 2179026 1 108 gi 
in TMB834 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 
2849972 2849865 1 108 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2862387 2862280 1 108 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
3962028 3961921 1 108 gi 


e 


me 
2 

1 

a; 


etaproteobacteria; Burkholderiales; Ru 
4190270 4190163 1 108 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 


1 


1376864 1376766 1 99 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
3523140 3523043 1 99 gi 


etaproteobacteria; Burkholderiales; Co: 
577083 576976 1 108 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
944505 944398 1 108 gi 


al 


etaproteobacteria; Burkholderiales; Co: 
949194 949087 1 108 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1481361 1481254 1 108 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


1725782 1725675 1 108 gi 
etaproteobacteria; Burkholderiales; Co 
2315828 23157211 108 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2543935 2543828 1 108 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2547048 2546941 1 108 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2645382 2645275 1 108 gi 
S1 16S ribosomal RNA, partial sequence 


ma. 


ma. 


s 


’ 


ma. 


mamonadace 
228715504 


rkholderia 
219857244 
1549646 15510 
ua 
219857614 
eq 
ia 
219856891 
s 
ia; 
19856883 


219846251 
16S ribosomal RNA, partial sequence 3960828 39622 
br 
219846083 


bacteria; 


228717818 
ce 
olderiales 
219846561 
6S ribosomal RNA, partial sequence 3521933 35234 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
3795299 3795201 1 99 gi| 219846367 |ref|NR_025958.1 
ibosomal RNA, partial sequence 3794096 37955 


mamonadace 
265678668 


ria; 
265678416 
somal RNA, partial sequence 943283 944795 Hydro 
mamonadace 
265678413 
947973 94948 
mamonadace 
219878371 
qu 
ba 


219878391 
6S ribosomal RNA, partial sequence 1724592 17259 
219857519 
219857348 


219857346 


219857228 


ae; Curvibacter. 
ref|NR_027534.1 
31 1198567 Ramlib 
les; Comamonadac 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref |NR_025203.1 

2177978 217937 
lderiales; Coma 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_025841.1 


11971 


bacteriu 


uence 
Burkho 


’ 


equence 
Burkh 


sequence 
Burkhol 


ivivax. 


ref|NR_025673.1 
189049 419056 


Burkholderiales; 


rs 


sequence 


ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref|NR_026153.1 


13756 


ae; Polaromonas. 
ref|NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref|NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028715.1 


sequenc 
Burkh 


ae; Acidovorax. 
ref|NR_025510.1 
1480151 148165 


Burkholderiales; 


ence 
cteria; 


ref|NR_025530.1 


monadaceae; Comamonas. 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 


23146 
monadace 


equence 
Burkhold 


25458 
monadace 


monadaceae; 


16S 482399 482316 1 84 gi|265678730|ref|NR_029035.1| Quatrionicoccus 

ain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

16S 499399 499292 1 108 gi|265678719|ref|NR_029024.1| Hydrogenophaga 

SB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

16S 500951 500844 1 108 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
6S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

16S 1038009 1037902 1 108 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
bosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 


Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 
Aquabacterium parvum 
parvum Bacteria; 


Ramlibacter 

0 Ramlibacter 

Ramlibacter. 
Pelomonas 

6 Pelomonas 

monadaceae; Pelomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 

Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Polaromonas 

monas naphthalenivorans 
Polaromonas. 

Thauera aromatica 


’ 


32 Thauera aromatica Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Hydrogenophaga flava 
Bacteria; 

ga. 

Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Hylemonella gracilis 
nella gracilis Bacteria; 


ref |NR_024856.1 
2644182 2645662 Hydrog 


Hydrogenophaga 
enophaga intermedia 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


222904 Bacteria_16S 


nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
nitroreducens Bacteria; 


Diaphorobacter. 
222904 Bacteria_16S 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 


222904 Bacteria_16S 


2750155 2750048 1 
Proteobacteria; 
3972386 3972279 1 


Proteobacteria; 
759526 759428 1 


108 


108 


99 


strain Al 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


222904 Bacteria_16S 


denitrificans strain ALJD 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 


Thioalkalivibrio. 
222904 Bacteria_16S 


902767 902681 9 
Proteobacteria; 


950759 950661 1 


95 


99 


strain 133 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


222904 Bacteria_16S 


952318 952220 1 


99 


strain 146 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


222904 Bacteria_16S 
subsp. 


Neisseria. 
222904 Bacteria_16S 


hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; 


222904 Bacteria_16S 
strain ICPB 3636 


222904 Bacteria_16S 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 
thiocyanoxidans Bacteria; 


Thioalkalivibrio. 
222904 Bacteria_16S 


versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
222904 Bacteria_16S 
strain CCUG 2113 


222904 Bacteria_16S 
strain IAM 12409 


222904 Bacteria_16S 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 
thermoluteolus Bacteria; 


Hydrogenophilus. 
222904 Bacteria_16S 
strain BSB411 16S 


222904 Bacteria_16S 


strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


222904 Bacteria_16S 


UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 


222904 Bacteria_16S 
strain IMI 359870 


222904 Bacteria_16S 


ribosomal RNA, 


1508394 1508296 1 


2230611 2230513 1 
Proteobacteria; 


2265846 2265748 1 


2287181 2287095 9 
Proteobacteria; 


2472132 2472046 9 


2545496 2545398 1 


2848415 2848317 1 


2919211 2919113 1 
Proteobacteria; 


3014716 3014618 1 


3875805 3875707 1 


3891337 3891239 1 


942942 942837 1 


534456 534372 1 


99 


elongata strain ATCC 25295 16S ribosomal RNA, 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; 


99 


99 


95 


Gammaproteobacteria; 


95 


99 


99 


99 


Betaproteobacteria; 


99 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


99 


99 


3890099 3891585 Kinge 


106 


85 


strain K11 16S ribosomal RNA, partial sequence 


222904 Bacteria_16S 


sibirica strain Al2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
222904 Bacteria_16S 


728579 728493 9 


2744457 27443611 


95 


97 


strain T7 16S ribosomal RNA, partial sequence 


222904 Bacteria_16S 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 


3888263 3888167 1 


97 


gi 


Betaproteobacteria; 


gi 


Betaproteobacteria; 


gi 
75 


gi 


Gammaproteobacteria; 


219857154 


219846244 


265678540 
8305 75981 


265678443 


Burkholderiales; 


Burkholderiales; 


ref|NR_024782.1| Diaphorobacter 
2748935 2750455 Diaphorobacter 
Comamonadaceae; 


ref |NR_025834.1] Brachymonas 
3971185 3972636 Brachymonas 
Comamonadaceae; Brachymonas. 


ref|NR_028844.1| Alysiella filiformis 

5 Alysiella filiformis Bacteria; 

Alysiella. 

ref|NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 


Chromatiales; Ectothiorhodospiraceae; 
gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
949535 951049 Acidovorax delafieldii Bacteria; 

Acidovorax. 
gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
951100 952594 Curvibacter delicatus Bacteria; 

Curvibacter. 
gi|219846303|ref|NR_025893.1| Neisseria elongata 


complete sequence 


gi 


Betaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 2264632 22660 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 2544276 25457 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


16S ribosomal RNA, partial sequence 2847193 28487 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


gi 
30 
gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


533233 53475 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


gi 


2743252 27447 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi 


219857579 
Neiss 
219857556 
219857541 
Ch 
219857402 
24709 


Ecto 
219857347 


219856892 


219856844 
Hydr 


219846914 
13492 30150 


219846312 


219846301 


265678417 
94171 

265678696 

265678563 


72737 


219857158 


219846304 


1507158 1508633 Neisseria 
Neisseriales; Neisseriaceae; 


ref|NR_025167.1| Laribacter 
2229404 2230862 Laribacter 
eriales; Neisseriaceae; Laribacter. 
ref|NR_025144.1| Simonsiella muelleri 
96 Simonsiella muelleri Bacteria; 
Simonsiella. 
ref|NR_025129.1| Thioalkalivibrio 
2285990 2287383 Thioalkalivibrio 
romatiales; Ectothiorhodospiraceae; 


ref|NR_024990.1| Thioalkalivibrio 

21 2472353 Thioalkalivibrio versutus 
thiorhodospiraceae; Thioalkalivibrio. 
ref |NR_024935.1| Acidovorax facilis 
86 Acidovorax facilis Bacteria; 

ae; Acidovorax. 


ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 

ae; Delftia. 

ref |NR_024663.1| Hydrogenophilus 


2918000 2919460 Hydrogenophilus 
ogenophilales; Hydrogenophilaceae; 


ref|NR_026506.1| Acidovorax defluvii 

17 Acidovorax defluvii Bacteria; 

ae; Acidovorax. 

ref|NR_025902.1| Neisseria weaveri 

01 Neisseria weaveri Bacteria; 
Neisseria. 

ref|NR_025891.1| Kingella oralis strain 
lla oralis Bacteria; Proteobacteria; 
ref|NR_028719.1| Comamonas terrigena 


4 943232 Comamonas terrigena Bacteria; 
ae; Comamonas. 
ref|NR_029001.1| Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 
ae; Ottowia. 
ref|NR_028867.1| Thiorhodospira 

0 728734 Thiorhodospira sibirica 


Ectothiorhodospiraceae; Thiorhodospira. 


ref|NR_024786.1| Delftia tsuruhatensis 
07 Delftia tsuruhatensis Bacteria; 
Delftia. 


ref 


NR_025894.1| Vitreoscilla 
3887024 3888512 Vitreoscilla 


stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 


222904 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


222904 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


222904 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


222904 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


222904 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


222904 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


222904 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


222904 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


ria; 


222904 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


222904 Bacteria_16S 


strain KF46F 16S 


Proteobacteria; B 


222904 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


16S 


222904 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


222904 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


222904 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


222904 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


222904 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


222904 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


222904 Bacteria_16S 


denitrificans str 
denitrificans Bac 


222904 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


222904 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


222904 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


222904 Bacteria_1 


whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 


6S 


1140765 1140675 9 


n E1L3A 16S ribosomal RNA, 


Proteobacteria; 


1766767 1766681 9 


34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 


2305186 2305088 1 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 


3628020 3627922 1 
ribosomal RNA, 


acteria; Betaproteobacteria; Neisseria 


3889800 3889702 1 


ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 


3963535 3963437 1 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 


308420 308336 1 


3054206 3054122 1 


S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 


4101442 4101358 1 


n $1 16S ribosomal RNA, 
acteria; Betaproteobacteria; Neisseria 


1936997 1936890 1 


ain 23310 16S ribosomal RNA, partial s 
teria; 


Proteobacteria; 
2353509 2353402 1 


ain 123 16S ribosomal RNA, partial seq 
teria; 


Proteobacteria; 
142289 142199 9 


ain Gylac 16S ribosomal RNA, partial s 
teria; 


Proteobacteria; 


143773 143683 9 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


191070 190984 9 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 


194090 194004 9 


6S ribosomal RNA, partial sequence 954207 95569 
etaproteobacteria; Burkholderiales; Co: 


S ribosomal RNA, complete sequence 307188 30872 
etaproteobacteria; Burkholderiales; Co: 


946068 945961 1 108 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
n GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

681647 681549 1 99 gi|265678595|ref|NR_028900.1| Neisseria animalis 
ibosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

761080 760982 1 99 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
bosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

813258 813172 9 95 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 

ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 

947632 947546 1 87 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
rain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

953869 953771 1 99 gi|265678410|ref|NR_028712.1| Simplicispira 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

955429 955331 1 99 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 


7 Giesbergeria sinuosa Bacteria; 


mamonadaceae; Giesbergeria. 
99 gi| 253680763 |ref|NR_028011.1| Salinisphaera 
complete sequence 1139586 1141025 Salinisphaera 
Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
95 gi|219878360|ref|NR_025499.1| Alkalilimnicola 
ence 1765552 1767023 Alkalilimnicola halodurans 
ales; Ectothiorhodospiraceae; Alkalilimnicola. 
99 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
2303983 2305466 Xenophilus azovorans Bacteria; 
mamonadaceae; Xenophilus. 
99 gi| 219846487 |ref|NR_026079.1| Neisseria gonorrhoeae 
complete sequence 3626780 3628323 Neisseria gonorrhoeae 
les; Neisseriaceae; Neisseria. 
99 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
3888563 3890048 Neisseria flavescens Bacteria; 
eriaceae; Neisseria. 
99 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
3962329 3963785 Rhodoferax fermentans Bacteria; 
mamonadaceae; Rhodoferax. 
85 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


mamonadaceae; Comamonas. 
85 gi|219846886|ref|NR_026478.1| Formivibrio citricus 
3052993 3054482 Formivibrio citricus Bacteria; 
eriaceae; Formivibrio. 
85 gi|219846152|ref|NR_025742.1| Chitinibacter 
complete sequence 4100222 4101735 Chitinibacter tainanensis 
les; Neisseriaceae; Chitinibacter. 
108 gi|219878237|ref|NR_025376.1| Comamonas 
equence 1935800 1937297 Comamonas 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
108 gi|219857492|ref|NR_025080.1| Comamonas 
uence 2352316 2353757 Comamonas 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
99 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
equence 141109 142543 Desulfuromusa 
Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
99 gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii 
142594 144031 Desulfuromusa kysingii Bacteria; 
; Desulfuromonadaceae; Desulfuromusa. 
95 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
189853 191306 Methylomicrobium album Bacteria; 
ethylococcaceae; Methylomicrobium. 
95 gi| 265678934 |ref|NR_029242.1| Methylobacter 


192873 194334 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 
Methylococcaceae; Methylobacter. 


222904 Bacteria_ 


capsulatus strain 
Proteob 


Bacteria; 
222904 Bacteria_ 


strain A30 16S ri 
G 


Proteobacteria; 
222904 Bacteria_ 


anticariensis str 
anticariensis Bac 


Halomonas. 
222904 Bacteria_ 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


222904 Bacteria_ 


strain NCTC 10617 
B 


Proteobacteria; 
222904 Bacteria_ 


strain M39 16S ri 
G 


Proteobacteria; 
222904 Bacteria_ 


strain 4A 16S rib 
G 


Proteobacteria; 
222904 Bacteria_ 


sarecensis strain 
Proteob 
222904 Bacteria_16S 


Bacteria; 


strain LMG 2096 
Proteobacteria; 


Bacteria; 


Chromohalobacter. 


222904 Bacteria_16S 
buryatense strain 
Proteob 
222904 Bacteria_16S 
strain A45 16S ri 
G 


Bacteria; 


Proteobacteria; 


psychrophilus Bac 
Methylobacter. 


222904 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; 


strain DSM 12769 
Proteobacteria; 
Proteobacteria; 


caldus strain KU 
Proteobacteria; 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


222904 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


222904 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


222904 Bacteria_16S 


strain ATCC 35842 


G 
222904 Bacteria_16S 
israelensis strai 
Proteob 
222904 Bacteria_16S 
canadensis strain 
canadensis Bacter 


G 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 
strain B3-1 16S r 
G 
222904 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
G 
222904 Bacteria_16S 


16S 195601 195515 9 95 gi 


16S 197111 197025 9 95 


bosomal RNA, partial sequence 


gi 


16S 370375 370289 9 95 gi 


ria; Proteobacteria; 


16S 683052 682954 1 99 gi 


16S ribosomal RNA, partial sequence 
16S 788660 788570 9 99 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 
16S 967754 967668 9 95 
osomal RNA, partial sequence 
ammaproteobacteria; 
16S 


gi 


gi 


Oceanospirillales; 
1276559 1276473 9 95 gi 


1784791 1784705 9 95 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1863993 1863907 9 95 gi 


1865575 1865489 9 95 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


2278112 2278026 9 95 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2284199 2284113 9 95 gi 
bosomal RNA, partial sequence 


2440213 2440127 9 95 
ain Z-0021 16S ribosomal RNA, 
teria; Proteobacteria; 


gi 
complete 
Gammaproteobact 


2502127 2502041 9 95 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; Leg 
2506690 2506604 9 95 gi 


ammaproteobacteria; Chromatiales; Ecto 
2783354 2783268 9 95 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2997984 2997894 9 99 gi 


ammaproteobacteria; Acidithiobacillale 
3300591 3300501 9 99 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


3320350 3320264 9 95 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


3382885 3382795 9 99 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


3384423 3384333 9 99 gi 
16S ribosomal RNA, partial sequence 


Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 


195 
ammaproteobacteria; Methylococcales; Methylococc 


ain FP35 16S ribosomal RNA, partial se 


Gammaproteobacter 


etaproteobacteria; Neisseriales; Neiss 


LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 


n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 


265678933 
ence 19438 


265678932 
893 19735 


265678808 
quence 


265678594 
68188 

eriaceae; 

265678520 


787469 78896 
Pis 


ciricketts 
265678400 


966531 96793 
Halomonad 


219846179 
ce 12753 
irillales; 
219878347 
17835 
H 
219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


219857548 
e 22768 
oc 
219857544 


2282981 22844 
ammaproteobacteria; Methylococcales; M 
222904 Bacteria_16S 
psychrophilus str 


ethylococc 
219857428 
sequence 
eria; Meth 


219857381 
25009 
ionellacea 
219857373 


16S ribosomal RNA, partial sequence 2505486 25069 


thiorhodos 
219857128 


2782197 27836 


otrichacea 
219846925 


s; Acidith 
219846721 
quence 
eria; Thio 
219846706 
equence 
cteria; Oc 
219846661 
sequence 


e 
a; Thiotri 


219846660 


ia; Acidit 


alomonad 


ref 


ref 


ref 


teria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 
16S 563567 563477 9 99 gi| 265678677 |ref|NR_028982.1 
n DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 


hiob 
ref 


Neis 
ref 


iace 
ref 


acea 
ref 


Hal 
ref 


acea 
ref 


Hal 
ref 


piri 


ref 


ref 


acea 
ref 


yloc 
ref 


e; L 
ref 


pira 
ref 


e; T 
ref 


ioba 
ref 


tric 
ref 
eano 
ref 


chal 


5 195842 Methy 
occales; Methy 


acea 


369170 37061 


2 683236 Neiss 


2 Methylophaga 


63 1276810 Chromo 


87 1785079 Halomo 


71 1864302 Chromo 


1864353 18658 


93 2278392 Methy 
cales; Methy 


79 Methylobacter 


2438995 24405 


08 2502354 Legio 


3299393 33008 


3319157 33206 


3381669 33831 


NR_029241.1 
1 
lococcaceae; 


NR_029240.1 


NR_029113.1 
4 


acillales; 


NR_028899.1 
e 
seria. 
NR_028824.1 


ae; Methylop 
NR_028702.1 


e; Halomonas 
NR_025769.1 
omonadaceae; 
NR_025486.1 


e; 
NR_025431.1 


omonadaceae; 
NR_025430.1 
8 
llales; Halo 
NR_025136.1 
iE 
lococcaceae; 


NR_025132.1 


e; Methyloba 
NR_025016.1 
2 
occales; Met 
NR_024969.1 
n 
egionella. 
NR_024961.1 


ceae; Alkali 
NR_024756.1 


hiothrix. 
NR_026517.1 


cillaceae; A 
NR_026313.1 
7 
hales; Pisci 
NR_026298.1 
3 


spirillales; 


NR_026253.1 
5 
Cc 


es; Pisciri 


ref 


Halomonas. 


Methylococcus 
ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 
e; Methylomi 


crobium. 
Halomonas 
Halomonas 

alomonadaceae; 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Neisseria lactamica 
ria lactamica Bacteria; 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Halomonas muralis 
nas muralis Bacteria; 


Chromohalobacter 

halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


Legionella waltersii 
ella waltersii Bacteria; 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 


cidithiobacillus. 
Methylophaga 

9 Methylophaga 
rickettsiaceae; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


NR_026252.1 


Methylophaga marina 


3383208 3384695 Methylophaga marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


222904 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


222904 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


222904 Bacteria_16S 
6S ribosomal RNA, partial sequence 3488653 34901 


strain DSM 7345 1 
Proteobacteria; D 


222904 Bacteria_16S 


eltaproteobacteria; Desulfuromonadales 
3693618 3693532 9 95 gi 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


222904 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


222904 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


222904 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; G 


222904 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


222904 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


222904 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


222904 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


222904 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


222904 Bacteria_16S 


strain J1 16S rib 
Proteobacteria; A 


222904 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


222904 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


222904 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


222904 Bacteria_16S 


ATCC 43969 16S ri 
Bacteria; Proteob 


222904 Bacteria_16S 


ATCC 29909 16S ri 
Bacteria; Proteob 


222904 Bacteria_16S 


ATCC 43970 16S ri 
Bacteria; Proteob 


222904 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


222904 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 


strain Esulfidel 


Proteobacteria; G 


222904 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


acteria; Gammaproteobacteria; Methyloc 
3719066 3718980 9 95 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


3816625 3816539 9 95 gi 
rain R3 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Gammaproteobac 


4056141 4056055 9 95 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3798334 3798246 11 99 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3837777 3837691 9 95 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
45014 44928 9 95 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
180275 180189 9 95 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


gi 


419482 419396 9 95 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
768606 768516 9 99 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Hypho 
1051833 1051747 9 95 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1071369 1071279 9 99 gi 


gi 


lphaproteobacteria; Rhodospirillales; 

1145327 1145237 9 99 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1186106 1186020 9 95 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1187617 1187531 9 95 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1190639 1190553 9 95 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1214894 1214808 9 95 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1216374 1216288 9 95 gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1701359 1701269 9 99 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 


222904 Bacteria_16S 


1787835 1787749 9 95 gi 


3385949 3385863 9 95 gi|219846659 

n ATCC 17056 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Gammaproteobacteria; Oceano 
3387422 3387336 9 95 gi| 219846658 

16S ribosomal RNA, partial sequence 33862 
ammaproteobacteria; Oceanospirillales; Halomonad 
3489867 3489777 9 99 gi| 219846583 


4054980 40563 


3797117 37986 


3836584 38380 


43805 


418286 41972 


767437 76891 


16S ribosomal RNA, partial sequence 1070184 10716 


1184900 11863 


1186411 11878 


1189433 11908 


1213697 12151 


1700153 17016 


; Desulfur 
219846442 
36924 
occales; M 
219846424 
equence 

a; Chromat 


219846352 
uence 
teria; Chr 
219846183 


Halomonad 
219846364 


ciricketts 
219846337 


Halomonad 
265679034 
45323 

Halomonad 

265678943 
al sequenc 
ria; Methy 


265678775 


Halomonad 
265678534 


microbiace 
265678343 

10506 
irillales; 
265678330 


Rhodospiri 
253680760 

quence 
teria; 


Pse 
228716090 


cteriales; 
228716058 


cteriales; 
228715942 


cteriales; 
224581436 


Halomonad 
224581404 


Halomonad 
219878407 


1lteromonad 


ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026015.1 

3717841 371934 
iales; Halothiob 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Methylosphaera 
osphaera hansonii 
Methylosphaera. 

Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


ref |NR_025943.1 
3815400 381690 
omatiales; Halot 


ref|NR_025773.1| Halomonas koreensis 
78 Halomonas koreensis Bacteria; 
aceae; Halomonas. 
ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 

ref|NR_025927.1| Halomonas pacifica 

63 Halomonas pacifica Bacteria; 


aceae; Halomonas. 
ref|NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 
aceae; Carnimonas. 
ref|NR_029251.1] Methylococcus 
e 179074 180523 Methylococcus 
lococcales; Methylococcaceae; 
ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 
aceae; Halomonas. 
ref|NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 
ae; Devosia. 
ref|NR_028645.1| Marinospirillum 
31 1052062 Marinospirillum insulare 
Marinospirillum. 
ref|NR_028632.1| Tistrella mobilis 
36 Tistrella mobilis Bacteria; 
llaceae; Tistrella. 
ref|NR_028008.1] Pseudomonas 
1144133 1145561 Pseudomonas 
udomonadales; Pseudomonadaceae; 
ref|NR_027546.1| Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 
Enterobacteriaceae; Yersinia. 
ref|NR_027545.1| Yersinia intermedia 
71 Yersinia intermedia ATCC 29909 
Enterobacteriaceae; Yersinia. 
ref|NR_027543.1| Yersinia bercovieri 
93 Yersinia bercovieri ATCC 43970 


Enterobacteriaceae; Yersinia. 
ref|NR_027218.1| Halomonas neptunia 

50 Halomonas neptunia Bacteria; 

aceae; Halomonas. 

ref|NR_027185.1| Halomonas sulfidaeris 
30 Halomonas sulfidaeris Bacteria; 
aceae; Halomonas. 

ref|NR_025546.1| Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 
aceae; Glaciecola. 


219878344 


neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 


ref|NR_025483.1| Halorhodospira 
1786631 1787986 Halorhodospira 


neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Halorhodospira. 
222904 Bacteria_16S 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
stellipolaris Bacteria; 


Alteromonas. 
222904 Bacteria_16S 
strain LMG 21857 
Proteobacteria; 

222904 Bacteria_16S 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
222904 Bacteria_16S 


jannaschiana strain ATCC 33883 16S ribosomal RNA, partial 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; 


222904 Bacteria_16S 


strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


222904 Bacteria_16S 
strain SW-47 16S 
Proteobacteria; 

222904 Bacteria_16S 


microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 
microaerophila Bacteria; 


Thioalkalispira. 
222904 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; 
222904 Bacteria_16S 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; 
222904 Bacteria_16S 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; 
222904 Bacteria_16S 
strain ATCC 33638 
Bacteria; 
222904 Bacteria_16S 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; 


Yersinia. 
222904 Bacteria_16S 


kellyi strain BII-1 16S ribosomal RNA, partial sequence 


Bacteria; 
222904 Bacteria_16S 
strain SCH-89 16S 


222904 Bacteria_16S 


strain VP-6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


222904 Bacteria_16S 


strain VP-5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


222904 Bacteria_16S 
strain MHS-2 16S 


222904 Bacteria_16S 
strain MHS-3 16S 


222904 Bacteria_16S 
lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 

222904 Bacteria_16S 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 
oxidotolerans Bacteria; 


222904 Bacteria_16S 


strain AP3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; 


Proteobacteria; 
222904 Bacteria_16S 


strain EJ2M-B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


Bacteria; 


1860944 1860854 9 
Proteobacteria; 


1870105 1870015 9 


16S ribosomal RNA, partial sequence 1868909 18703 
Gammaproteobacteria; Alteromonadales; Alt 


1905216 1905126 9 


2013597 2013507 9 


2015057 2014967 9 


2101869 2101779 9 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alt 


2127744 2127658 9 
Proteobacteria; 


2147274 2147184 9 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


2239740 2239654 9 


Gammaproteobacteria; Enterobacteriales; Enterobac 


2241251 2241165 9 


Gammaproteobacteria; Enterobacteriales; Enterobac 


2242762 2242676 9 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


2244273 2244187 9 


2425265 2425179 9 


Proteobacteria; Gammaproteobacteria; Chromatiales; 


2536996 2536906 9 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


2538354 2538264 9 


2539759 2539669 9 


2541089 2540999 9 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


2542494 2542404 9 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


2625473 2625387 9 


strain RP5557 16S ribosomal RNA, partial 
Proteobacteria; 


2706904 2706814 9 


Firmicutes; 
2780421 2780335 9 


2781888 2781802 9 


Proteobacteria; 


Bacillales; 


99 gi|219878294 


99 gi|219878288 


99 219878260 


19040 


gi 


99 219878187 


sequenc 


gi 


99 gi| 219878186 


99 gi|219878121 


2100672 21021 
95 


gi|219857650 


Gammaproteobacteria; Chr 


99 gi|219857637 
2146078 21475 
95 gi|219857573 
2238534 22399 
95 gi|219857572 
2240045 22415 
95 219857571 
22415 


gi 


95 219857570 


partial s 


gi 


Gammaproteobacteria; 
95 gi| 219857442 
24240 
Halo 
99 gi| 219857353 


2535834 25371 


99 gi| 219857352 
2537193 25385 
99 gi| 219857351 
2538597 25399 
99 gi| 219857350 


2539981 25412 
99 gi| 219857349 
2541332 25426 
95 219857248 
sequenc 
Gammaproteobacteria; X 


gi 


99 gi| 219857184 
Bacillales Family 
gi| 219857130 
2779259 27806 
Thiotrichacea 


95 


sequence 1859752 186123 
Gammaproteobacteria; Alteromonadales; 


Chromatiaceae; 


Rhodobacterales; 


eromonadaceae; 


ref |NR_025433.1 


ref|NR_025427.1 
Glaciecol 
ref |NR_025399.1 
81 1905405 Thioal 


ref|NR_025326.1 
e 2012455 201386 
ref|NR_025325.1 


Hyphomonas 


ref |NR_025260.1 


ref |NR_025239.1 

2126557 212798 
omatiales; Ectot 
ref|NR_025226.1 
Pseudomon 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_024941.1 


ceae; Hyphomonas 
ref|NR_024940.1 


ceae; Hyphomonas 
ref|NR_024939.1 


ceae; Hyphomonas 
ref|NR_024938.1 


ceae; 
ref |NR_024937.1 


ceae; 
ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024758.1 


e; Thiothrix. 


95 gi| 219857129 


Thiotrichacea 


Hyphomonadaceae; 


Alteromonas 
3 Alteromonas 


Alteromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
eromonadaceae; 


a. 
Thioalkalicoccus 
kalicoccus limnaeus 


Thioalkalicoccus. 


Hyphomonas 
4 Hyphomonas 
Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromonas. 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


ref|NR_024757.1 


e; Thiothrix. 


Thiothrix flexilis 


2780730 2782146 Thiothrix flexilis Bacteria; 


222904 Bacteria_16S 
alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 
222904 Bacteria_16S 


ria; 


stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


stanieri Bacteria; 


Marinobacterium. 
222904 Bacteria_16S 

minutulum strain ATCC 
minutulum Bacteri 
222904 Bacteria_16S 
resinovorans stra 
resinovorans Bact 
Pseudomonas. 
222904 Bacteria_16S 
citronellolis str 
citronellolis Bac 
Pseudomonas. 
222904 Bacteria_16S 
strain FB2 16S ri 
Proteobacteria; G 
222904 Bacteria_16S 
strain DSM 50071 
Bacteria; Proteob 
222904 Bacteria_16S 
strain Dfrl 16S r 


eria; 


n AL15-21 16S ribosomal RNA, partial s 


a; Proteobacteria; Gammaproteobacteria 


in LMG 2274 16S ribosomal RNA, partial 


ain DSM 50332 16S ribosomal RNA, parti 
teria; 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


16S ribosomal RNA, 
acteria; Gammaproteobacteria; Pseudomo 


ibosomal RNA, partial sequence 


2816460 2816370 9 99 219856913 


equence 


ia; 


gi 


Proteobacteria; Gammaproteobacter 


2867003 2866917 9 95 219856880 


equence 


gi 


219856838 
sequence 


2928220 2928134 9 95 gi 
19193 16S ribosomal RNA, partial 


La 

219846942 
sequence 

ria; 


2972061 2971971 9 99 gi 


Proteobacteria; Gammaproteobacte 


2973576 2973486 9 99 219846941 
al sequenc 


eria; Pseu 


gi 


Proteobacteria; Gammaproteobact 


3353792 3353706 9 95 gi|219846682 
3352589 33540 
H 
219846486 
36283 
nadales; P 
gi|219846484 


3631486 36329 


3629601 3629511 9 99 gi 


complete sequence 


3632710 3632620 9 99 


Pseudo: 


Alteromon 


Oceanosp 


Pseud 


alomonad 


ref|NR_024734.1 
2815260 281674 
monadales; Pseu 


NR_024699.1 
2865789 286730 
adales; 


ref|NR_024657.1 
2927022 292847 
irillales; Mari 
ref|NR_026534.1 

2970861 297232 
omonadales; Pseu 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 
ref|NR_026274.1 
aceae; Halomonas 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026076.1 


d 


Alteromo 


n 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


Proteobacteria; D 


222904 Bacteria_16S 


strain TF-22T 16S 
Proteobacteria; 


halophilus strain 
halophilus Bacter 
Aestuariibacter. 


222904 Bacteria_16S 


strain 21F-2 16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


222904 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


222904 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


G 
222904 Bacteria_16S 


eltaproteobacteria; Desulfuromonadales; 


4045687 4045597 9 99 gi 
ribosomal RNA, partial sequence 


4128804 4128714 9 99 gi 
JC2043 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteria; 
1080173 1080100 26 99 

ribosomal RNA, partial sequence 


gi 


Ac 
1093898 1093825 26 99 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095339 1095266 26 99 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1096783 1096710 26 99 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


ban 


1 
ia 


222904 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


222904 Bacteria_16S 


strain LMG 1746 1 


strain LMG 1625 1 
Proteobacteria; A 


222904 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


222904 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


222904 Bacteria_16S 


strain DSM 3503 1 
Proteobacteria; A 


1406703 1406630 26 99 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


qu 
er 
1750054 1749981 26 99 gi 
Ac 
1751546 1751473 26 99 gi 
lphaproteobacteria; Rhodospirillales; 

2696155 2696082 26 99 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3419042 3418969 26 99 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


Ac 


ne 
ri 


qu 


, 


3575013 3574940 26 99 gi 


lphaproteobacteria; Rhodospirillales; Ac 


222904 Bacteria_16S 


3591824 3591751 26 99 gi 


Geobacte 


219846190 
4044490 40459 
ammaproteobacteria; Alteromonadales; Alteromonad 
219846131 
uence 

Alteromonad 


265678323 
1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
222904 Bacteria_16S 


etobacte 


265678314 
quence 
eria; 


265678313 


10942 
llales; 


265678312 


sequence 
Rhodos 


’ 


219857143 


ence 


ia; Rhod 


219878374 
6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
222904 Bacteria_16S 


etobacte 


219878373 
6S ribosomal RNA, partial sequence 175041117518 


etobacte 


219857191 


e 26950 
llales; 


219846632 


ence 
Rhodospi 


219846526 
6S ribosomal RNA, partial sequence 3573863 35753 


etobacte 


Rhod 


raceae; Geobacter. 

ref|NR_025780.1| Alteromonas litorea 

45 Alteromonas litorea Bacteria; 

aceae; Alteromonas. 

ref|NR_025721.1| Aestuariibacter 
4127615 4129048 Aestuariibacter 

ales; Alteromonadaceae; 


ref|NR_028625.1| Acetobacter orientalis 
18 Acetobacter orientalis Bacteria; 
raceae; Acetobacter. 

ref|NR_028616.1] Acetobacter 

1092739 1094192 Acetobacter 
ospirillales; Acetobacteraceae; 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref |NR_028614.1 
1095628 109707 
pirillales; Acet 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 

0 Acetobacter 
obacteraceae; 


’ 


ref|NR_024771.1 
1405568 140698 
ospirillales; Ac 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


ref|NR_025513.1]| Acetobacter malorum 

60 Acetobacter malorum Bacteria; 

raceae; Acetobacter. 

ref|NR_025512.1| Acetobacter cerevisiae 

52 Acetobacter cerevisiae Bacteria; 

raceae; Acetobacter. 

ref|NR_024819.1| Saccharibacter 

10 2696445 Saccharibacter floricola 

Acetobacteraceae; Saccharibacter. 

ref|NR_026224.1] Gluconobacter 
3417892 3419367 Gluconobacter 

rillales; Acetobacteraceae; 


v 


Gluconobacter oxydans 
oxydans Bacteria; 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconobacter. 


219846515 


pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


ref|NR_026107.1] Acetobacter 
3590670 3592148 Acetobacter 


222904 Bacteria_1 


paradoxus strain 
Bacteria; 


Proteobacteria; 


Pseudomonas. 


222904 Bacteria 1 


strain CFBP 2022 
Proteobacteria; 


Pseudomonas. 


222904 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; 


strain P 513/19 1 
Proteobacteria; 


strain P 527/13 1 
Proteobacteria; 


strain P 538/23 1 
Proteobacteria; 


strain 520-20 16S 
Proteobacteria; 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


222904 Bacteria_16S 


strain CIP 104663 
Proteobacteria; 


ATCC 33641 16S ri 
Bacteria; Proteob 


strain SP1402 16S 
Proteobacteria; 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


222904 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; 


strain CMS 35 16S 
Proteobacteria; G 


222904 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


222904 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


222904 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


222904 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


222904 Bacteria_16S 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 


Proteob 
222904 Bacteria_1 
strain OK2 16S ri 
G 
222904 Bacteria_1 
rhizosphaerae str 
rhizosphaerae Bac 


G 


G 


G 


G 


G 


G 


G 
222904 Bacteria_16S 


G 


G 


6S 2441772 2441696 9 85 gi 


6S 385542 385471 28 99 
bosomal RNA, partial sequence 


gi 


6S 445746 445675 28 
ain IH5 16S ribosomal RNA, 
teria; Proteobacteria; 


99 gi 


6S 458098 458027 28 99 gi 


459550 459479 28 99 gi 


eria; Proteobacteria; 


471647 471576 28 99 
S ribosomal RNA, partial sequence 


gi 


555840 555769 28 99 gi 


557382 557311 28 99 gi 


558926 558855 28 99 gi 


640727 640656 28 
ribosomal RNA, 


99 
complete sequence 


gi 


672496 672425 28 99 gi 


s Bacteria; Proteobacteria; 


961525 961454 28 
16S ribosomal RNA, 


99 gi 
complete sequence 


1189128 1189049 9 88 
bosomal RNA, partial sequence 


gi 


1579296 1579225 28 99 
ribosomal RNA, partial sequence 


gi 


1641709 1641638 28 99 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; 


1643271 1643200 28 99 
ribosomal RNA, partial sequence 


gi 


1644832 1644761 28 99 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1695151 1695080 28 99 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
1696695 1696624 28 99 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2144245 2144174 28 99 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2145750 2145679 28 99 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2219979 2219908 28 99 gi 


ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 


384340 38587 
ammaproteobacteria; Pseudomonadales; P 


complete se 
Gammaproteobact 


16S ribosomal RNA, partial sequence 456977 45835 
ammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 
palleroniana stra 
palleroniana Bact 


in CFBP 4389 16S ribosomal RNA, partia 
Gammaproteobacte 


470446 47199 
ammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 
6S ribosomal RNA, partial sequence 554659 55615 
ammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 
6S ribosomal RNA, partial sequence 556201 55769 
ammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 
6S ribosomal RNA, partial sequence 557743 55923 
ammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 
639529 64105 
ammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 
s strain JAJ28 16S ribosomal RNA, part 
Gammaprote 


ammaproteobacteria; Pseudomonadales; P 


1187922 11893 
acteria; Gammaproteobacteria; Enteroba 
222904 Bacteria_16S 
1578118 15795 
ammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 


Gammaproteobacte 


1642082 16435 
ammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 
1643643 16451 


16S ribosomal RNA, partial sequence 1693968 16954 


1695512 16970 


2143068 21445 


219857426 
ce 24405 
ales; Ecto 
265678798 


seudomonad 
265678758 
quence 
eria; Pseu 
265678746 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


seudomonad 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678624 


seudomonad 
265678601 
ial sequen 
obacteria; 


265678404 
96032 
seudomonad 
228716012 


cteriales; 
219846381 


seudomonad 
219878449 
equence 

ria; Pseud 


219878448 


seudomonad 
219878447 


seudomonad 
219878411 


seudomonad 
219878410 


seudomonad 
219857639 


seudomonad 
219857638 
equence 

ia; Pseudo 


219857586 


mona 


ref |NR_025014.1 
72 2442029 Thioal 


Thioalkalivibrio 
kalivibrio paradoxus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029063.1] Pseudomonas 

444544 446074 Pseudomonas 
domonadales; Pseudomonadaceae; 


ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref|NR_029050.1] Pseudomonas 
458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028986.1| Pseudomonas 
2 Pseudomonas poae Bacteria; 
aceae; Pseudomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028906.1| Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 


poae 


, 


Pseudomonas veronii 
monas veronii Bacteria; 


ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomonas. 

ref|NR_027544.1| Yersinia frederiksenii 
82 Yersinia frederiksenii ATCC 33641 
Enterobacteriaceae; Yersinia. 
ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025588.1] Pseudomonas 

1640520 1642031 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
aceae; Pseudomonas. 
ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 
ref|NR_025549.1| Pseudomonas tremae 
05 Pseudomonas tremae Bacteria; 
aceae; Pseudomonas. 
ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_025227.1| Pseudomonas 

2144573 2146027 Pseudomonas 
dales; Pseudomonadaceae; 


ref 


NR_025174.1| Pseudomonas 
2218792 2220307 Pseudomonas 


extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


222904 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


222904 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


222904 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


222904 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


222904 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


222904 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 


105469 
Proteob 


strain CIP 
Bacteria; 


222904 Bacteria_16S 


strain CIP 105470 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


2235137 2235066 28 99 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; 


2321937 2321866 28 99 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323489 2323418 28 99 gi 
4 16S ribosomal RNA, partial sequence 


2521862 2521791 28 99 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; 


2523342 2523271 28 99 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; 
99 


2529414 2529343 28 gi 


2556168 2556097 28 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557734 2557663 28 99 gi 
16S ribosomal RNA, partial sequence 


222904 Bacteria_16S 


strain CIP 105259 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 


strain CIP 105274 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 


strain CFML 96-19 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 


strain CIP 104664 
Bacteria; 


222904 Bacteria_16S 


strain CIP 104883 
Bacteria; 


222904 Bacteria_16S 


strain CFML 96-17 
Bacteria; 


222904 Bacteria_16S 


strain CIP 105273 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 


strain CIP 105460 


Proteobacteria; Gammaproteobacteria; Pseudomo 


Proteobacteria; Gammaproteobacteria; Pseudomo 


Proteobacteria; Gammaproteobacteria; Pseudomo 


2562360 2562289 28 99 gi 
16S ribosomal RNA, partial sequence 


2571493 2571422 28 99 gi 
16S ribosomal RNA, partial sequence 


2580614 2580543 28 99 gi 
8 16S ribosomal RNA, partial sequence 


2582180 2582109 28 
16S ribosomal RNA, 


99 gi 
complete sequence 


2583750 2583679 28 99 gi 
16S ribosomal RNA, partial sequence 


2585319 2585248 28 99 gi 
0 16S ribosomal RNA, partial sequence 


2596157 2596086 28 99 gi 
16S ribosomal RNA, partial sequence 


2597723 2597652 28 
16S ribosomal RNA, 


99 gi 
complete sequence 


Gammaproteobacteria; 


Gammaproteobacteria; 


Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 2528225 25296 
seudomonadaceae; 


Bacteria; 
222904 Bacteria_16S 
strain ATCC 13522 
Bacteria; 
222904 Bacteria_16S 
strain ATCC 49968 
Bacteria; 
222904 Bacteria_16S 


plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudomonas. 
222904 Bacteria_16S 


2854616 2854545 28 


2859299 2859228 28 


2920712 2920641 28 


2975119 2975048 28 


99 


99 


99 


99 


strain PCl 16S ribosomal RNA, partial sequence 


222904 Bacteria_16S 


strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 31781 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


222904 Bacteria_16S 


oryzihabitans strain L-1 16S ribosomal RNA, 


3177832 3177761 28 


3906591 3906520 28 


99 


99 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi 


gi 


2973936 29754 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi 


gi 


219857576 
sequence 


219857515 


219857514 


acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


219857363 
sequence 


219857362 
sequence 


219857358 


219857340 


219857339 


219857336 


219857287 


219857281 


219857280 


219857279 


219857278 


219857271 


219857270 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


219856888 


219856885 
28581 


219856843 


219846940 


219846803 


219846291 


complete sequence 


Pseudomonadales; 


ref|NR_025164.1] Pseudomonas 

2233956 2235447 Pseudomonas 
Pseudomonadaceae; 
Pseudomonas brenneri 


ref |NR_025103.1 


2320764 2322265 Pseudomonas brenneri Bacteria; 
seudomonadaceae; 


Pseudomonas. 


ref|NR_025102.1| Pseudomonas grimontii 


2322316 2323816 Pseudomonas grimontii 


Pseudomonas. 
ref|NR_024951.1] Pseudomonas 
2520665 2522094 Pseudomonas 


Pseudomonadales; Pseudomonadaceae; 


ref|NR_024950.1] Pseudomonas 
2522145 2523617 Pseudomonas 


Pseudomonadales; Pseudomonadaceae; 


ref|NR_024946.1| Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


Pseudomonas. 
NR_024928.1| Pseudomonas gessardii 


ref 


2554974 2556489 Pseudomonas gessardii 
nadales; Pseudomonadaceae; 


Pseudomonas. 


ref|NR_024927.1| Pseudomonas migulae 


2556540 2558055 Pseudomonas migulae Bacteria; 
seudomonadaceae; 


Pseudomonas. 


ref|NR_024924.1| Pseudomonas mosselii 


2561168 2562680 Pseudomonas mosselii Bacteria; 
seudomonadaceae; 


Pseudomonas. 


ref|NR_024918.1| Pseudomonas jessenii 


2570299 2571813 Pseudomonas jessenii Bacteria; 
seudomonadaceae; 


Pseudomonas. 


ref|NR_024912.1| Pseudomonas cedrina 


2579420 2580935 Pseudomonas cedrina Bacteria; 
seudomonadaceae; 


Pseudomonas. 


ref|NR_024911.1| Pseudomonas rhodesiae 


2580986 2582507 Pseudomonas rhodesiae 
nadales; Pseudomonadaceae; 


Pseudomonas. 
Pseudomonas monteilii 


ref |NR_024910.1 


2582558 2584074 Pseudomonas monteilii 
nadales; Pseudomonadaceae; 


Pseudomonas. 


ref|NR_024909.1| Pseudomonas orientalis 


2584125 2585640 Pseudomonas orientalis 
nadales; Pseudomonadaceae; 


Pseudomonas. 


ref|NR_024902.1| Pseudomonas mandelii 


2594961 2596478 Pseudomonas mandelii Bacteria; 
seudomonadaceae; 


Pseudomonas. 


ref|NR_024901.1| Pseudomonas libanensis 


2596529 2598044 Pseudomonas libanensis 


2853433 2854934 Pseudo: 


Pseudomonadales; P 


ref|NR_024707.1 


ref|NR_024704.1 
10 2859620 Pseudo: 
ref|NR_024662.1 


2919511 292100 


ref |NR_026532.1 


Pseudomonas. 
Pseudomonas savastanoi 


monas savastanoi 


Pseudomonas. 
Pseudomonas lundensis 


monas lundensis 


Pseudomonas. 
Pseudomonas 

8 Pseudomonas 

seudomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


Pseudomon 


ref |NR_026395.1 


as. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


Pseudomon 
ref|NR_025881.1 
3905392 390691 


as. 
Pseudomonas 
8 Pseudomonas 


oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


222904 Bacteria_16S 


strain SE-32A-C8 
Proteobacteria; 


strain N. Pfennig 
Bacteria; Proteob 


222904 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; 


aurantiaca strain 
Bacteria; Proteob 


222904 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


222904 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


222904 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


222904 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


222904 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


222904 Bacteria_16S 


strain E7107 16S 


G 


G 
222904 Bacteria_16S 


4281 4196 9 95 gi 


57271 57185 9 95 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58771 58685 9 95 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
192580 192494 9 95 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
200212 200122 9 99 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


214244 214158 9 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
233894 233804 9 99 gi 
n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


95 gi 


371821 371731 9 99 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


431836 431746 9 99 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


447295 447205 9 99 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


222904 Bacteria_16S 


strain 5424 16S r 


448827 448737 9 99 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


222904 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


222904 Bacteria_16S 


strain R65 16S ri 


491727 491641 9 95 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
493234 493148 9 95 gi 
bosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 
222904 Bacteria_16S 


265679061 
4533 


265679026 
nce 56079 
ales; Chro 
265679025 
nce 57580 
matiaceae; 
265678935 
ence 19135 
occales; M 
265678930 
equence 

ria; Desul 


265678920 


213019 21448 


Marinomon 
265678907 
uence 
ia; Rhodob 


265678807 
quence 
eria; Rhod 
265678767 
sequence 

ria; Rhodo 


265678757 


446125 44760 


Acetobacte 
265678756 


447654 44913 


Acetobacte 
265678724 


490502 49197 


Halomonad 
265678723 


492024 49353 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


222904 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


222904 Bacteria_16S 


strain 173-96 16S 


516072 515986 9 95 gi 
m strain DSM 15388 16S ribosomal RNA, 

m Bacteria; Proteobacteria; Gammaprote 
560459 560369 9 99 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


222904 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


222904 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


222904 Bacteria_16S 


strain MDA5527 16 


598059 597973 9 95 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
734512 734426 9 95 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
742217 742127 9 99 gi 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


222904 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


222904 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


222904 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


222904 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


222904 Bacteria_16S 


822260 822170 9 99 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
904277 904191 9 95 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
1066917 1066831 9 95 gi 


gi 


ammaproteobacteria; Chromatiales; Chro 
1151288 1151202 9 95 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1211924 1211838 9 95 gi 


265678708 
partial se 
obacteria; 
265678679 


559287 56077 


Acetobacte 
265678654 


596871 59824 


matiaceae; 
265678559 
ce 73331 
ales; Chro 
265678553 


741046 74252 


Acetobacte 
265678498 


821061 82256 


seudomonad 
265678442 
e 90307 
lales; Leg 
265678333 


6S ribosomal RNA, partial sequence 1065751 10671 


matiaceae; 
253680756 
ence 11501 
rillales; 


ionellacea 


ref |NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 
e; Legionella. 
ref |NR_029334.1 
57529 Thiocy 
matiaceae; Thioc 
ref |NR_029333.1 
59029 Thiocy 
Thiocystis. 
ref|NR_029243.1 
7 #192822 Methyl 
ethylococcaceae; 
ref |NR_029238.1 
198985 200521 
furomonadales; P 


Thiocystis gelatinosa 
stis gelatinosa 
ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


Methylomonas 
omonas aurantiaca 
Methylomonas. 
Pelobacter 
Pelobacter 
elobacteraceae; 


ref|NR_029228.1| Marinomonas vaga 

4 Marinomonas vaga Bacteria; 

as. 

ref|NR_029215.1 
232719 234184 

acterales; Rhodo 


Rhodobacter 
Rhodobacter 
bacteraceae; 


ref|NR_029112.1 
370665 372098 
obacterales; Rho 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


ref |NR_029072.1 
430661 432145 
spirillales; Ace 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029061.1| Roseomonas gilardii 

5 Roseomonas gilardii Bacteria; 

raceae; Roseomonas. 

ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 
aceae; Halomonas 
ref |NR_029028.1 


Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
aceae; Marinobacter. 
ref|NR_029013.1| Reinekea 
quence 514864 516365 Reinekea 

Reinekea. 
ref|NR_028984.1| Roseomonas rosea 
1 Roseomonas rosea Bacteria; 
raceae; Roseomonas. 
ref|NR_028959.1| Thiobaca trueperi 
0 Thiobaca trueperi Bacteria; 

Thiobaca. 
ref |NR_028863.1 
9 734742 Thioha 
matiaceae; Thiohalocapsa. 
ref|NR_028857.1| Roseomonas mucosa 
7 Roseomonas mucosa Bacteria; 
raceae; Roseomonas. 
ref|NR_028801.1| Pseudomonas indica 
9 Pseudomonas indica Bacteria; 
aceae; Pseudomonas. 
ref|NR_028744.1| Legionella gresilensis 
2 904507 Legionella gresilensis 
ionellaceae; Legionella. 
ref|NR_028635.1| Rheinheimera pacifica 
52 Rheinheimera pacifica Bacteria; 

Rheinheimera. 
ref |NR_028004.1 
78 1151571 Thalas 


Thiohalocapsa 
locapsa halophila 


Thalassospira 
sospira lucentensis 
Rhodospirillaceae; Thalassospira. 


224581438 


hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 


ref|NR_027220.1] Halomonas 
1210750 1212158 Halomonas 


hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


222904 Bacteria_16S 1213401 1213315 9 95 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

222904 Bacteria_16S 1385840 1385754 9 95 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans 0OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

222904 Bacteria_16S 1415732 1415662 28 98 gi|224581448|ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

222904 Bacteria_16S 1459970 1459884 9 95 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

222904 Bacteria_16S 1463076 1462990 9 95 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

222904 Bacteria_16S 1608557 1608471 9 95 gi|219878471|ref|NR_025610.1| Shewanella 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 1608812 Shewanella 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

222904 Bacteria_16S 1708992 1708906 9 95 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

222904 Bacteria_16S 1756224 1756138 9 95 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

222904 Bacteria_16S 1815306 1815220 9 95 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

222904 Bacteria_16S 1847424 1847338 9 95 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

222904 Bacteria_16S 1862486 1862400 9 95 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

222904 Bacteria_16S 2019489 2019399 9 99 gi| 219878183 |ref|NR_025322.1| Maricaulis salignorans 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

222904 Bacteria_16S 2020961 2020871 9 99 gi| 219878182 |ref|NR_025321.1| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 

222904 Bacteria_16S 2029966 2029880 9 95 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

222904 Bacteria_16S 2092714 2092628 9 95 gi|219878128|ref|NR_025267.1| Shewanella baltica 
strain 63 16S ribosomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

222904 Bacteria_16S 2188238 2188152 9 95 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

222904 Bacteria_16S 2294725 2294639 9 95 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

222904 Bacteria_16S 2303629 2303543 9 95 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

222904 Bacteria_16S 2391546 2391460 9 95 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

222904 Bacteria_16S 2412908 2412822 9 95 gi|219857452|ref|NR_025040.1| Methylosarcina 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylosarcina. 

222904 Bacteria_16S 2414472 2414386 9 95 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 
strain AML-C10 16S ribosomal RNA, partial sequence 2413261 2414776 Methylosarcina fibrata Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 
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2004364 2004285 9 88 gi 


ia; 


ammaproteobacteria; Enterobacteriales; 
2028429 2028350 9 88 gi 
odoriferum strain LMG 17566 16S ribo 


in KMM 3633 16S ribosomal RNA, partial 
Gammaproteobacte 


in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


1227244 12287 
ammaproteobacteria; Pseudomonadales; P 


Gammaproteobacter 


in LMG 19434 16S ribosomal RNA, partia 
Gammaproteobacte 


1874987 18764 
ammaproteobacteria; Pasteurellales; Pa 
222904 Bacteria_16S 
doebereinerae str 
teria; Proteobacteria; Alphaproteobact 


6S ribosomal RNA, partial sequence 1987760 19892 


rain DSM 4543 16S ribosomal RNA, parti 


16S ribosomal RNA, partial sequence 1990842 19923 


6S ribosomal RNA, partial sequence 1992387 19938 


16S ribosomal RNA, partial sequence 1993927 19 


6S ribosomal RNA, partial sequence 1995493 19 


16S ribosomal RNA, partial sequence 1997016 19 


somal RNA, partial sequence 1998561 2000045 Pr 


6S ribosomal RNA, partial sequence 2003168 20 


265678483 


Enterobac 
265678334 
sequence 
ria; Ocean 
265678317 
ence 10881 
nadales; P 
219878281 


seudomonad 
224581417 
sequence 

ia; Aeromo 
219857220 
15525 
Enterobac 
219878454 
equence 

; Aeromona 
219878413 
1 sequence 
ria; Pseud 


219878284 


steurellac 
219878215 
equence 

eria; Rhod 


219878203 


Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


Enterobac 
219878200 


Enterobac 
219878199 
954 

Enterobac 
219878198 
969 

Enterobac 
219878197 
985 

Enterobac 
219878196 
agi 
eae; Pragi 
219878195 
20000 
cteriales; 
219878193 
046 

Enterobac 
219878177 
somal RNA, 


ref |NR_028786.1 
teriaceae; Samso 
ref |NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_025420.1 
aceae; Cellvibri 
ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025593.1 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 

Marinomonas 
0 Marinomonas 
rinomonas. 

Pseudomonas 
monas psychrophila 
Pseudomonas. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Providencia stuartii 
encia stuartii Bacteria; 
dencia. 
Oceanisphaera 


dale 


1632974 16344 


s; Aeromona 


ref|NR_025552.1 

1690867 169233 
omonadales; Pseu 
ref |NR_025423.1 
eae; Haemophilus 
ref|NR_025354.1 

1969231 197053 
ospirillales; Rh 
ref |NR_025342.1 
teriaceae; Tatum 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025338.1 


teri 
ref 


aceae; Serra 
NR_025337.1 


teri 
ref 


aceae; Rahne 
NR_025336.1 


teri 
ref 
a fo 
a. 

ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 
ref |NR_025332.1 


aceae; Prote 
NR_025335.1 
ntium Bacter 


teri 
ref 
par 


aceae; Budvi 
NR_025316.1 
tial sequenc 


7 
d 


9 Oceanisphaera 

aceae; Oceanisphaera. 
Cellvibrio 

5 Cellvibrio 

domonadaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 
bacterium proteus 
eae; Obesumbacterium. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Pectobacterium 
e 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


222904 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; 


strain NCIMB 8634 


G 
222904 Bacteria_16S 


; Enterobacteriaceae; Pectobacterium. 


2086697 2086630 28 95 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2171553 2171486 28 95 gi 
16S ribosomal RNA, partial sequence 


2085504 20870 


219878132 


Alcanivor 


ref|NR_025271.1 


acaceae; Alcaniv 


219857621 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 


ref |NR_025210.1 


Cellvibrio fulvus 


2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


222904 Bacteria_16S 


strain NCIMB 8633 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
222904 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; 


granulomatis stra 
granulomatis Bact 


222904 Bacteria_16S 


strain HPA92 16S 
Proteobacteria; 


strain 177 16S ri 
Proteobacteria; 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


222904 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


222904 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


222904 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


222904 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


222904 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


222904 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


222904 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


222904 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


222904 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


222904 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


222904 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


222904 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


222904 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 


222904 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


222904 Bacteria_16S 


antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 


G 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 


2173104 2173037 28 95 gi 
16S ribosomal RNA, partial sequence 


2428178 2428099 9 88 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2600729 2600650 9 88 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2602283 2602204 9 88 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2603837 2603758 9 88 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2639205 2639126 9 88 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


gi 


2856205 2856126 9 88 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3660187 3660101 9 95 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3667860 3667781 9 88 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3670872 3670793 9 88 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3672380 3672301 9 88 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673888 3673809 9 88 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


3675393 3675314 9 88 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3695142 3695063 9 88 gi 


gi 


ammaproteobacteria; Pasteurellales; Pa 
3696578 3696499 9 88 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3810378 3810311 28 95 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
4057608 4057541 28 95 gi 
TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 
10120 10034 9 95 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
42013 41927 9 95 gi 
65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
79721 79635 9 95 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


82702 82616 9 95 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


222904 Bacteria_16S 


98039 97949 9 99 


2427049 24283 


omonadacea 


2601060 26025 


2602614 26041 


3669690 36711 


3674212 36756 


6S ribosomal RNA, partial sequence 3693916 36953 


ce 


3809177 38107 


nce 
nadales; 


nadales; 


onaceae; 


equence 


cteria; 


ce 
nadales; 


219857620 
21719 
se 

219857439 


219857268 
al sequenc 
ria; Paste 
219857267 


steurellac 
219857266 


steurellac 
219857232 
uence 
ria; Paste 
219856887 
28549 
Enterobac 
219846465 
quence 

eria; Alte 
219846459 
36666 
cteriales; 
219846457 


Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


219846454 


Enterobac 
219846441 


steurellac 
219846439 
36953 
llales; Pa 
219846356 


seudomonad 
219846182 
40564 
A 
265679057 
8961 


P 


265679036 
40774 

Vv 

265679011 


Ps 
265679009 

81499 
P 


265678998 


gi 


udomonad 


ref|NR_025209.1 
00 2173400 Cellv 
aceae; Cellvibr 
ref|NR_025027.1 


e; Oceanimonas. 
ref |NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref |NR_024898.1 


Mannheimia 
NR_024897.1 


eae; 
ref 


eae; Mannheimia 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_026057.1 

3658961 366046 
romonadales; She 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref|NR_026046.1 
nce 367270 
erobacteriales; 
ref|NR_026045.1 
teri 
ref 


aceae; Panto 
NR_026032.1 


eae. 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref|NR_025947.1 


aceae; Pseudomon 
ref|NR_025772.1 
29 4057918 Microb 
1lteromonadaceae; 
ref|NR_029365.1 

10291 Pseudo 
seudoalteromonad 


ref|NR_029344.1 
42243 Vibrio 
ibrio. 
ref|NR_029319.1 
78587 79994 
eudomonadales; P 
ref|NR_029317.1 
83011 Pseudo 
seudoalteromonad 


thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfocapsa. 


a: 
i 


Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Pseudomonas flectens 
monas flectens Bacteria; 


Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 
Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 

acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 

Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Vibrio pectenicida 
pectenicida Bacteria; 


Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


ref|NR_029306.1 
96815 98277 


Desulfocapsa 
Desulfocapsa 


222904 Bacteria_16S 


espejiana strain 
Bacteria; 
Pseudoalteromonas 


222904 Bacteria_16S 


1721-77 16S ribos 


Gammaproteobacter 
222904 Bacteria_16S 
strain Fowl 16S r 
G 
222904 Bacteria_16S 
strain 50 16S rib 
G 
222904 Bacteria_16S 
strain PB 1 16S r 
G 
222904 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


398 16S ribosomal 


Gammaproteobacter 
222904 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; 


Bacteria; Proteob 


222904 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; 


strain 1H 9 16S 
Proteobacteria; 


strain 40 16S rib 
Proteobacteria; 


effusa strain AP1 
Bacteria; Proteob 


222904 Bacteria_16S 


strain TF-27 16S 
Proteobacteria; 


strain R 16089 16 
Firmicutes; Bacil 


222904 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


222904 Bacteria_16S 


strain AU476 16S 


lales; Macrococcus. 
465589 465499 9 99 gi| 265678741 
ribosomal RNA, partial sequence 464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
487023 486937 9 95 gi| 265678727 


222904 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


222904 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


222904 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


Proteob 


G 


G 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 


128593 128507 9 95 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

168277 168191 9 95 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
omal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

169801 169715 9 95 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
ibosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

171277 171191 9 95 gi|265678949|ref|NR_029257.1| Vibrio mediterranei 
osomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

172786 172700 9 95 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
ibosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

174295 174209 9 95 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 

RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 


175803 175717 9 95 gi 


177288 177202 9 95 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
178797 178711 9 95 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
215763 215678 9 95 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; 
223388 223302 
osomal RNA, partial 
ammaproteobacteria; Vibrionales; Vibri 
387121 387031 9 99 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
434998 434916 9 91 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
453457 453367 9 99 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

455056 454966 9 99 

S ribosomal RNA, complete sequence 


Oceanospirillales; 
9 95 gi 
sequence 


Ss 
gi 


gi 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
548155 548069 9 95 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 
578589 578503 9 95 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


222904 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


222904 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


222904 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


222904 Bacteria_16S 


616435 616349 9 95 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
645412 645326 9 95 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


651476 651386 9 99 gi| 265678617 
ain CCUG 42038b 16S ribosomal RNA, partial seque 
teria; Firmicutes; Lactobacillales; Aerococcacea 

689131 689041 9 99 gi| 265678590 


ia; Vibrionales; Vibrionaceae; Aliivib 


6S ribosomal RNA, partial sequence 174571 17599 
ammaproteobacteria; Vibrionales; Vibri 
222904 Bacteria_16S 
leiognathi strain 


214535 21600 


222148 22363 


433793 43528 


452220 45376 


453819 45536 


485792 487320 Vibri 


615203 61674 


644174 645732 Vibri 


rio. 
265678946 


onaceae; V 
265678945 
e 17604 
les; Vibri 
265678944 

17756 
omonadacea 
265678919 


Halomonad 
265678914 


onaceae; V 
265678797 

38592 
nadales; S 
265678765 


hewanellac 
265678752 


265678751 


265678687 
ial sequen 
cteria; Al 


265678667 
ence 57740 
irillales; 
265678641 


onaceae; V 
265678621 


ref|NR_029254.1 
ibrio. 

ref |NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029227.1 


acea 
ref 


e; Halomona 
NR_029222.1 


ibrio. 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_029070.1 


Shewanella. 
NR_029057.1 


eae; 
ref 


ref|NR_029056.1 


ref|NR_029046.1 


llac 
ref 
oO po 


eae; Inquili 
NR_029032.1 
nticus Bacte 


ref|NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus 
ref |NR_028946.1 


ibri 
ref 
o le 


oO. 
NR_028926.1 
ntus Bacteri 


ref 
nce 


NR_028922.1 

650305 
e; Aerococcus. 
ref|NR_028895.1 


catecholicum strain NZva20 16S ribosomal RNA, partial sequence 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Aeromonas punctata 
nas punctata Bacteria; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 
Ss. 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Vibrio ponticus strain 
ria; Proteobacteria; 


Pseudoalteromonas 
Pseudoalteromonas 


seudoalteromonadaceae; 


Thalassolituus 
solituus oleivorans 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Vibrio lentus strain 
a; Proteobacteria; 


Aerococcus 
651625 Aerococcus 


Desulfobacterium 


687908 689408 


Desulfobacterium 


222904 Bacteria_16S 
strain 6111 16S r 
G 
222904 Bacteria_16S 


Proteobacteria; 


strain ThSch 12 1 
Proteobacteria; 


strain NVI 88/441 
Proteobacteria; 


strain NVI 88/478 
Proteobacteria; 


strain SW-45 16S 
Proteobacteria; 


phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


222904 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


222904 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


222904 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


222904 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


222904 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


222904 Bacteria_16S 


strain B1333 16S 


Firmicutes; Lacto 


222904 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


222904 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


222904 Bacteria_16S 


strain DB21MT-5 1 


Proteobacteria; G 


222904 Bacteria_16S 


strain YB1 16S ri 


Proteobacteria; G 


222904 Bacteria_16S 


strain MBIC3157 1 


Proteobacteria; G 


222904 Bacteria_16S 


strain A431 16S r 


Proteobacteria; G 


222904 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


222904 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


222904 Bacteria_16S 


G 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 
6611 16S ribosoma 
Gammaproteobacter 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 


699769 699699 25 95 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 
ibosomal RNA, partial sequence 698584 699934 Thiocystis violascens Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

704179 704093 9 95 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 
6S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 

709910 709824 9 95 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 

16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

711468 711382 9 95 gi|265678575|ref|NR_028880.1| Moritella viscosa 

16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

733090 733004 9 95 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
1 RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
ia; Chromatiales; Chromatiaceae; Thiocapsa. 

764043 763957 9 95 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

810164 810078 9 95 gi|265678506|ref|NR_028809.1| Pseudoalteromonas 
O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

860315 860225 9 99 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
osomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

907375 907285 9 99 gi|265678440|ref|NR_028742.1| Desulforhopalus 
ain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

927590 927500 9 99 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
in LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

938296 938210 9 95 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

966171 966085 9 95 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
is strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
is Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 

996936 996846 9 99 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
bacillales; Carnobacteriaceae; Granulicatella. 

1010544 1010462 9 91 gi|265678371|ref|NR_028673.1| Shewanella algae 
ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1012091 1012009 9 91 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1111999 1111913 9 95 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
6S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1136149 1136063 9 95 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
bosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1154261 1154175 9 95 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
6S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

1258590 1258504 9 95 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
ibosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1269197 1269107 9 99 gi|219846421|ref|NR_026012.1| Desulfuromonas 
rain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 

1293115 1293029 9 95 gi|228716433|ref|NR_027551.1| Marinobacter 
icus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
icus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

1355721 1355635 9 95 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 

subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 


costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Salinivibrio. 


222904 Bacteria_16S 1390337 1390247 9 99 gi|228716586|ref|NR_027553.1| Bdellovibrio 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
Bdellovibrio. 

222904 Bacteria_16S 1403746 1403660 9 95 gi|219857444|ref|NR_025032.1| Pseudoalteromonas 
ulvae strain UL12 16S ribosomal RNA, partial sequence 1402605 1403959 Pseudoalteromonas ulvae 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

222904 Bacteria_16S 1412743 1412657 9 95 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 1413034 Algicola sagamiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 

222904 Bacteria_16S 1496425 1496339 9 95 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 1495267 1496682 Tolumonas auensis DSM 9187 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tolumonas. 

222904 Bacteria_16S 1571704 1571618 9 95 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
222904 Bacteria_16S 1649358 1649268 9 99 gi|219878443|ref|NR_025582.1| Stella humosa strain 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

222904 Bacteria_16S 1658541 1658455 9 95 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

222904 Bacteria_16S 1660095 1660009 9 95 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

222904 Bacteria_16S 1699812 1699726 9 95 gi| 219878408 |ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

222904 Bacteria_16S 1737865 1737779 9 95 gi| 219878383 |ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

222904 Bacteria_16S 1754664 1754578 9 95 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

222904 Bacteria_16S 1777246 1777160 9 95 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

222904 Bacteria_16S 1792354 1792268 9 95 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

222904 Bacteria_16S 1795383 1795297 9 95 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

222904 Bacteria_16S 1796867 1796781 9 95 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

222904 Bacteria_16S 1798422 1798336 9 95 gi|219878337|ref|NR_025476.1| Vibrio neptunius 
strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

222904 Bacteria_16S 1845898 1845808 9 99 gi|219878305|ref|NR_025444.1| Maricaulis virginensis 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 1846167 Maricaulis virginensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

222904 Bacteria_16S 1929485 1929399 9 95 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

222904 Bacteria_16S 1931021 1930935 9 95 gi| 219878241 |ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

222904 Bacteria_16S 2018017 2017927 9 99 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

222904 Bacteria_16S 2026987 2026901 9 95 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

222904 Bacteria_16S 2043696 2043610 9 95 gi|219878166|ref|NR_025305.1] Stenotrophomonas 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 


2042490 2044002 Stenotrophomonas 


nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Stenotrophomonas. 


222904 Bacteria_16S 


strain B1953/27.1 


Xanthomonadales; 


2045271 2045185 9 
2062237 2062151 9 
Proteobacteria; 


2089712 2089622 9 


2154796 2154706 9 


95 


95 


Gammaproteobacteria; 


99 


2088549 2089942 Nevsk 
Sinobacteraceae; 


99 


strain H-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


222904 Bacteria_16S 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
222904 Bacteria_16S 
KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


ruthenica strain 
Bacteria; 
Pseudoalteromonas. 


222904 Bacteria_16S 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 


222904 Bacteria_16S 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 
flavipulchra Bacteria; 


Pseudoalteromonas. 


222904 Bacteria_16S 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
acidaminiphila Bacteria; 


Stenotrophomonas. 


222904 Bacteria_16S 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 
maricaloris Bacteria; 


Pseudoalteromonas. 


222904 Bacteria_16S 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequ 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 
222904 Bacteria_16S 


Aeromonadaceae; 


strain SM2-1 16S 


Shewanella. 


222904 Bacteria_16S 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 
hibiscicola Bacteria; 


Pseudomonas. 


222904 Bacteria_16S 


strain ATCC 19374 
Bacteria; 


2189763 2189681 9 


2271992 2271906 9 


2273465 2273379 9 
Proteobacteria; 
2291660 2291574 9 
Proteobacteria; 
2320404 2320318 9 
Proteobacteria; 
2447853 2447767 9 
Proteobacteria; 


2456987 2456901 9 


2734099 2734017 9 


2735589 2735507 9 


Proteobacteria; 
2737079 2736997 9 


Proteobacteria; 
2851532 2851446 9 
Proteobacteria; 


2853101 2853015 9 


91 


95 


95 


Gammaproteobacteria; Alte 


95 


95 


Gammaproteobacteria; 


95 


95 


91 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
222904 Bacteria_16S 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
schlegeliana Bacteria; 
222904 Bacteria_16S 
marinintestina strain IK-1 16S ribosomal RNA, partial s 
marinintestina Bacteria; 


91 


91 


Gammaproteobac 


95 


95 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
222904 Bacteria_16S 
roseopersicina strain DSM 229 16S ribosomal RNA, partial 
roseopersicina Bacteria; 
222904 Bacteria_16S 
Soel 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
222904 Bacteria_16S 


gi 


gi 


gi 


2153652 21550 


gi 


gi 


gi 


gi 


Gammaproteobacteria; 


gi 


gi 


Gammaproteobacteria; 


gi 


gi 


2732909 27343 
Shewanellac 


gi 


Gammaproteobacteria; 


gi 


gi 


Gammaproteobacteria; 


gi 


Shewanellac 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomo 
222904 Bacteria_16S 
strain S-1 16S ribosomal RNA, partial sequence 


2893214 2893128 9 95 gi 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


222904 Bacteria_16S 


strain IFO 15467 


2931203 2931117 9 95 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


222904 Bacteria_16S 


strain 441-1 16S 


2993416 2993331 9 95 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Legionellales; Leg 


222904 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


222904 Bacteria_16S 


3117337 31172519 95 gi 
star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


3121848 3121758 9 99 gi 


2892009 28935 
onaceae; Vibrio. 
ref 
58 Oceanobacter 
Oceanobacter. 
ref 


16S ribosomal RNA, partial sequence 2930007 29314 


2992209 29936 


219878165 
20440 


219878149 
sequence 
Chr 
219878130 


Nevskia. 
219857632 


Acetobacte 
219857606 


219857552 


219857551 
sequence 


219857538 
sequence 
Alter 
219857516 


Xan 


219857421 


219857413 
Gammap 


219857165 


219857164 


219857163 
equence 


219856890 
sequence 


219856889 


28518 


219856861 


219856836 


219846928 


219846844 
uence 


ref 
53 2045572 Lutei 


aceae; Luteimonas. 


ref 
omatiales; 


ref 
ia ramosa Bacteria; 


ref 
romonadales; 
ref 
omonadales; 
ref 
thomonadales; 
ref 
Alteromonadales; 
ref 
ence 
roteobacteria; 
ref 
48 Shewanella sairae Bacteria; 
eae; 


ref 


Alteromonadales; 
ref 


teria; Alteromonadales; Sh 
ref 
Pseudomonadales; 


ref 


86 2853382 Pseudo 
nadales; Xanthomonadaceae. 
ref 
02 Vibrio rumoiensis Bacteria; 


ref 


a; Alteromonadales; 


219846841 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


ref 


NR_025304.1 


NR_025288.1 


Luteimonas mephitis 


monas mephitis Bacteria; 


Lamprocystis 


2061023 2062415 Lamprocystis 


NR_025269.1 


NR_025139.1 
2272329 227377 


NR_025126.1 
2290487 229196 


NR_025104.1 
2319172 232071 


NR_025009.1 
2446675 244812 


NR_025001.1 
245578 


NR_024793.1 
Shewanella. 
NR_024792.1 
2734399 273583 


NR_024791.1 
2735889 273732 


NR_024709.1 
2850317 285183 


NR_024708.1 


NR_024680.1 


NR_024655.1 


NR_026520.1 


Legionella. 
NR_026436.1 


Shewanellaceae; 


Chromatiaceae; Lamprocystis. 


Nevskia ramosa strain 
Proteobacteria; 


ref|NR_025221.1| Rubritepida flocculans 
80 Rubritepida flocculans Bacteria; 
raceae; Rubritepida. 

ref|NR_025195.1| Shewanella fidelis 

57 Shewanella fidelis Bacteria; 

eae; Shewanella. 

ref|NR_025140.1| Pseudoalteromonas 


90 2272278 Pseudoalteromonas ruthenica 
seudoalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Stenotrophomonas 
3 Stenotrophomonas 


Xanthomonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Shewanella sairae 


Shewanella 

8 Shewanella 
Shewanella. 
Shewanella 

8 Shewanella 
ewanellaceae; 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas geniculata 


monas geniculata 


Vibrio rumoiensis 


Oceanobacter kriegii 
kriegii Bacteria; 


Legionella brunensis 
81 Legionella brunensis Bacteria; 
ionellaceae; 


Psychromonas 


3116131 3117629 Psychromonas 


NR_026433.1 


Psychromonadaceae; 


Ammoniphilus 


3120644 3122140 Ammoniphilus 


222904 Bacteria_16S 3123395 3123305 9 99 gi| 219846840 


ref |NR_026432.1| Ammoniphilus 


oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


222904 Bacteria_16S 3136774 3136684 9 99 gi| 219846831 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 


ref|NR_026423.1] Desulfocapsa 
135552 3137033 Desulfocapsa 


Ww 


sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfocapsa. 


222904 Bacteria_16S 3227883 3227797 9 95 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

222904 Bacteria_16S 3267137 3267059 9 87 gi|219846743|ref|NR_026335.1| Legionella drancourtii 


strain LLAP12 16S ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


222904 Bacteria_16S 3420613 3420527 9 95 gi| 219846631 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 34194 


ref|NR_026223.1| Pseudoalteromonas 
18 3420843 Pseudoalteromonas rubra 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
222904 Bacteria_16S 3422091 3422005 9 95 gi| 219846630 


ref|NR_026222.1| Pseudoalteromonas 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
222904 Bacteria_16S 3423575 3423489 9 95 gi| 219846629 


ref|NR_026221.1| Pseudoalteromonas 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
222904 Bacteria_16S 3425058 3424972 9 95 gi| 219846628 


ref|NR_026220.1| Pseudoalteromonas 


carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 3423861 3425283 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae; Pseudoalteromonas. 
222904 Bacteria_16S 3426536 3426450 9 95 gi|219846627 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 


ref|NR_026219.1| Pseudoalteromonas 
3425334 3426769 Pseudoalteromonas 


aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
222904 Bacteria_16S 3428017 3427931 9 95 gi|219846626 
atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 

atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
222904 Bacteria_16S 3429497 3429415 9 91 gi| 219846625 
strain ATCC 43992 16S ribosomal RNA, partial sequence 34282 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
222904 Bacteria_16S 3558539 3558453 9 95 gi| 219846537 
strain Milford 74 16S ribosomal RNA, partial sequence 35572 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
222904 Bacteria_16S 3560019 3559933 9 95 gi| 219846536 
strain ATCC 15338 16S ribosomal RNA, partial sequence 35587 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
222904 Bacteria_16S 3561534 3561448 9 95 gi| 219846535 
strain 717 16S ribosomal RNA, partial sequence 3560299 35617 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
222904 Bacteria_16S 3563054 3562968 9 95 gi| 219846534 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 

nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; V 
222904 Bacteria_16S 3564540 3564454 9 95 gi| 219846533 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
222904 Bacteria_16S 3566020 3565934 9 95 gi| 219846532 
strain ATCC 14048 16S ribosomal RNA, partial sequence 35647 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
222904 Bacteria_16S 3567526 3567440 9 95 gi| 219846531 
strain NS 16S ribosomal RNA, partial sequence 3566301 35677 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
222904 Bacteria_16S 3569031 3568945 9 95 gi| 219846530 
strain ATCC 35912 16S ribosomal RNA, partial sequence 35678 


Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


222904 Bacteria_16S 3587220 3587134 9 95 gi| 219846518 
strain JB13 16S ribosomal RNA, partial sequence 3585997 35874 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 
222904 Bacteria_16S 3613159 3613073 9 95 gi|219846497 


strain : CIP 7430 16S ribosomal RNA, partial sequence 36119 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


ref|NR_026218.1| Pseudoalteromonas 
3426820 3428242 Pseudoalteromonas 
nadales; Pseudoalteromonadaceae; 


ref|NR_026217.1| Shewanella benthica 
93 3429730 Shewanella benthica Bacteria; 
eae; Shewanella. 
ref|NR_026129.1| Vibrio tubiashii 
98 3558733 Vibrio tubiashii Bacteria; 
ibrio. 
ref|NR_026128.1| Vibrio proteolyticus 
84 3560248 Vibrio proteolyticus Bacteria; 
ibrio. 
ref|NR_026127.1| Vibrio orientalis 
64 Vibrio orientalis Bacteria; 
ibrio. 
ref|NR_026126.1]| Vibrio 

3561815 3563248 Vibrio 
ibrionales; Vibrionaceae; Vibrio. 
ref|NR_026125.1| Vibrio nereis strain 
oOo nereis Bacteria; Proteobacteria; 


ref|NR_026124.1| Vibrio natriegens 
85 3566250 Vibrio natriegens Bacteria; 


ibrio. 

ref|NR_026123.1| Vibrio diazotrophicus 
56 Vibrio diazotrophicus Bacteria; 
ibrio. 

ref|NR_026122.1| Vibrio cincinnatiensis 


07 3569262 Vibrio cincinnatiensis 


ref|NR_026110.1| Methylomonas fodinarum 
56 Methylomonas fodinarum Bacteria; 
aceae; Methylomonas. 

ref|NR_026089.1| Aeromonas bestiarum 

33 3613434 Aeromonas bestiarum Bacteria; 


222904 Bacteria_16S 3649429 3649343 9 95 gi| 219846472 
szegediense strain OR2 16S ribosomal RNA, partial sequence 36482 


ref|NR_026064.1] Methylocaldum 
06 3649696 Methylocaldum szegediense 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


222904 Bacteria_ 
gelidimarina stra 
gelidimarina Bact 
222904 Bacteria_ 


strain A089 16S 
Proteobacteria; 


222904 Bacteria_ 
strain 172 16S ri 


Proteobacteria; 


222904 Bacteria_ 
palmitatis strain 
Proteob 
222904 Bacteria_ 


Bacteria; 


allosaccharophil 


16S 3658630 3658548 9 91 gi| 219846466 |ref|NR_026058.1| Shewanella 

in ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 

eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
16S 3750071 3749985 9 95 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 3762290 3762200 9 99 gi|219846391|ref|NR_025982.1| Geobacter chapelleii 
bosomal RNA, partial sequence 3761076 3762547 Geobacter chapelleii Bacteria; 
Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

16S 3774156 3774066 9 99 gi|219846382|ref|NR_025973.1| Desulfuromonas 

SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
acteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
16S 3813553 3813467 9 95 gi|219846354|ref|NR_025945.1| Aeromonas 
a strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 


allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 

222904 Bacteria_16S 3932605 3932515 9 99 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

222904 Bacteria_16S 3951513 3951431 9 91 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

222904 Bacteria_16S 3953071 3952985 9 95 gi| 219846257 |ref|NR_025847.1| Moritella japonica 


strain DSK1 16S r 
G 
222904 Bacteria_ 
strain CL-SP19 16 
Gammaproteobacteria; Alteromonadales; 
222904 Bacteria_ 
lipolyticum strai 
Proteob 
222904 Bacteria_ 
chungwhensis stra 
chungwhensis Bact 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Salinimonas. 


222904 Bacteria_ 


ibosomal RNA, partial sequence 


de 
4003252 4003166 9 95 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 
16S 4006263 4006173 9 99 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


16S 


16S 4009282 4009196 9 95 gi 


di 


3951843 39533 


ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
16S 3983939 3983853 9 95 gi|219846236|ref|NR_025826.1 
S ribosomal RNA, partial sequence 3982735 39841 


e 
s 


e 
a 


219846217 


omarinac 
219846223 
nc 
le 
219846221 

s 
ri 


eae; Idiomarina 
ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025811.1 

4005071 400647 
omonadales; Alte 


40020 
3 Vibri 
quence 
Alter 


v 


ref|NR_025807.1 


strain 848 16S ri 
Proteobacteria; 


bosomal RNA, partial sequence 


4008054 40095 
omonadacea 


222904 Bacteria_ 
daepoensis strain 
daepoensis Bacter 


Marinobacter. 


222904 Bacteria_ 
strain SW-120 16S 
G 
222904 Bacteria_ 
strain SW-117 16S 
G 
222904 Bacteria_ 
HDS1-1 16S riboso 
Gammaproteobacter 
222904 Bacteria_ 
aliena strain KMM 
Proteob 
Pseudoalteromonas 
222904 Bacteria_ 
HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vib 
222904 Bacteria_ 
strain KMM 3809 16S ribo 
Gammapro 
222904 Bacteria_ 
strain KMM 3823 1 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
222904 Bacteria_16S 4187207 4187121 9 95 gi|219846085|ref|NR_025675.1 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 41874 


Proteobacteria; 


Gammaproteobacteria; Aeromonadales; Aer 


e; Aeromonas. 


G 
222904 Bacteria_ 
ganghwensis strai 
ganghwensis Bacte 
222904 Bacteria_ 


16S 4019836 4019750 9 


16S 4028964 4028882 9 


16S 4030514 4030432 9 
16S 4047219 4047133 9 


16S 4053150 4053064 9 


16S 4104444 4104358 9 


16S 4170356 4170270 9 


16S 4179588 4179506 9 
6S ribo 


16S 4196339 4196253 9 


ria; 
16S 


Proteobacteria; 
4214416 4214330 9 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


95 


SW-156 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteri 


91 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


91 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


95 


95 


3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


95 


95 


somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; 


91 


somal RNA, partial sequence 4178357 41798 


ammaproteobacteria; Vibrionales; Vibrion 


95 


n JC2044 16S ribosomal RNA, partial se 
Gammaproteobacter 


95 


4045996 4047515 Vibri 


4103238 4104753 Vibri 
rionales; Vibrionaceae; Vibrio 


219846210 
nce 
Alterom 


gi 
a; 


gi|219846204 
4027757 40292 

Shewanellac 
gi|219846203 
4029306 40308 

Shewanellac 
gi|219846189 


219846185 
nce 40519 
nadales; P 


gi 


gi|219846150 


gi|219846100 


Alteromonad 
gi|219846094 


aceae; 
219846078 
quence 

ia; Oceano 


gi 


ref|NR_025800.1 
4018632 402012 
onadales; Altero 


ref|NR_025794.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


Shewanella. 
NR_025779.1 
urae Bacteri 


eae; 
ref 
oO ez 


ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


ref 
o ga 


NR_025740.1 
llicus Bacte 


ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref|NR_025684.1 


NR_025668.1 
195136 419657 
spirillales; Hah 


ref 


rs 


gi|219846065 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 


48 Moritella japonica Bacteria; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Salinimonas 

7 Salinimonas 
romonadaceae; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 


aceae; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 
Vibrio 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 


ref|NR_025655.1 
4213214 421471 


Pseudoalteromonas 
3 Pseudoalteromonas 


translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


222904 Bacteria_16S 
ain KMM 3548 16S ribosomal RNA, partia 
Gammaproteobact 


paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas. 
222904 Bacteria_ 


hispanicus strain 
hispanicus Bacter 


222904 Bacteria_ 


massiliensis stra 
massiliensis Bact 


222904 Bacteria_ 


kalixensis strain 
kalixensis Bacter 
222904 Bacteria_16S 
phoeniculicola st 
phoeniculicola Ba 
222904 Bacteria_16S 
VR1 16S ribosomal 
Gammaproteobacter 
222904 Bacteria_16S 
haemoperoxidus st 
haemoperoxidus Ba 
222904 Bacteria_16S 


strain E6844 16S 
Firmicutes; 


Proteobacteria; 


strain 34hsl1 16S 
Firmicutes; Bacil 


teria; 


4215971 4215885 9 


Proteobacteria; 


95 


gi 


Lacto 
222904 Bacteria_16S 
caldoxylosilyticu 
caldoxylosilyticu 
222904 Bacteria_16S 
pseudoavium strai 
pseudoavium Bacte 
222904 Bacteria_16S 
satsumensis strai 
satsumensis Bacte 
222904 Bacteria_16S 
strain SW32 16S r 
G 
222904 Bacteria_16S 


16S 4225089 4224999 9 99 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


DSM 5352 16S ribosomal RNA, partial s 


219846064 


219846055 
equence 


896853 89837 


1513128 15146 


1 sequence 
eria; Alte 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


ref|NR_025645.1 
4223876 422538 


Salinicoccus 
3 Salinicoccus 


ia; Firmicutes; Bacillales; Salinicoccus. 

16S 393272 393199 26 99 gi|265678793|ref|NR_029098.1| Paenibacillus 
in 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

16S 414949 414876 26 99 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

474801 474728 26 99 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

770169 770088 9 90 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 

RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 


831554 831481 26 99 gi|265678492|ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

898079 898006 26 99 gi|265678446|ref|NR_028748.1| Enterococcus avium 


6 Enterococcus avium Bacteria; 


bacillales; Enterococcaceae; Enterococcus. 

958473 958400 26 99 gi|265678406|ref|NR_028708.1| Geobacillus 
s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

963101 963028 26 99 gi| 265678403 |ref|NR_028705.1| Enterococcus 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

1033393 1033320 26 99 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
n NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1484362 1484281 9 90 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
ibosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

1514347 1514274 26 99 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


222904 Bacteria_16S 1526482 1526409 26 99 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

222904 Bacteria_16S 1582266 1582193 26 99 gi|219878490|ref|NR_025629.1| Rhodovarius 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

222904 Bacteria_16S 1588487 1588414 26 99 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 


strain LMG 21727 
Firmicutes; 


intestinalis Bact 


222904 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


222904 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


222904 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


222904 Bacteria_16S 


strain P925 16S r 
Proteobacteria; 


selangorensis str 
selangorensis Bac 


222904 Bacteria_16S 


Lacto 
222904 Bacteria_16S 
intestinalis stra 


G 
222904 Bacteria_16S 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2617838 2617765 26 99 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2705332 2705259 26 99 gi 


16S ribosomal RNA, partial sequence 1587284 15887 


2604168 26056 


steurellac 
219857254 
al sequenc 
ctobacilla 
219857185 


kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 


kitasatonis Bacte 


ria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


92 Enterococcus italicus Bacteria; 


bacillales; Enterococcaceae; Enterococcus. 
1838160 1838087 26 99 gi|219878310|ref|NR_025449.1| Lactobacillus 
in DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
2083684 2083611 26 99 gi|219878134|ref|NR_025273.1| Lactobacillus 
ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
2160806 2160733 26 99 gi|219857628|ref|NR_025217.1| Swaminathania 
in PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
eria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
2593158 2593085 26 99 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 
2605391 2605312 9 88 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 
eae; Mannheimia 
ref |NR_024885.1 
e 2616635 261812 
ceae; Paralactobacillus. 

ref |NR_024813.1| Lactobacillus 
2704122 2705627 Lactobacillus 

Lactobacillus. 


Paralactobacillus 
9 Paralactobacillus 


222904 Bacteria_16S 


strain AAO8 16S r 
Proteobacteria; A 


222904 Bacteria_16S 


strain Yo-3 16S r 
Proteobacteria; A 


222904 Bacteria_16S 


S60-1 16S ribosom 
Alphaproteobacter 


222904 Bacteria_16S 


strain 71 16S rib 
Proteobacteria; A 


222904 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


222904 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


222904 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


222904 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


222904 Bacteria_16S 


strain m1134/97/1 
Firmicutes; Lacto 


222904 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


222904 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


222904 Bacteria_16S 


strain OP 16S rib 
Proteobacteria; A 


222904 Bacteria_16S 


strain PW2 16S ri 
Proteobacteria; A 


222904 Bacteria_16S 


strain KLB 16S ri 
Proteobacteria; A 


222904 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


222904 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; G 


222904 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


222904 Bacteria_16S 


strain R18 16S ri 
Proteobacteria; A 


222904 Bacteria_16S 


strain M6 16S rib 
Proteobacteria; A 


222904 Bacteria_16S 


brennaborense str 
brennaborense Bac 


222904 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


222904 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


222904 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


222904 Bacteria_16S 


strain E-1-A 16S 
Proteobacteria; A 


2709850 2709777 26 99 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2762213 2762140 26 99 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2810454 2810381 26 99 gi 
al RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae 
2825500 2825427 26 99 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2837710 2837637 26 99 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
3010142 3010069 26 99 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3025233 3025160 26 99 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3038940 3038867 26 99 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3070708 3070635 26 99 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3546147 3546074 26 99 gi 
somal RNA, complete sequence 
laceae; Bacillus. 
3836247 3836161 9 95 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3942660 3942587 26 99 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3945580 3945507 26 99 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3948506 3948433 26 99 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
4171919 4171846 26 99 gi 
S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
1793828 1793742 9 95 gi 


gi 


Ac 


Ac 


’ 


Ac 


qu 
ob 


ue 
ba 


qu 


oc 


Ss. 


Ss. 


gi 


H 


Ac 


Ac 


Ac 


s. 


219857182 
2708714 27101 


etobacte 


219857145 
2761077 27624 


etobacte 


219857110 
2809318 2810728 Asaia 


Asaia. 


219856907 
2824364 28257 


etobacte 


219856899 


ence 
acillace 


219846917 


nce 
cillacea 


219846907 


ence 
occaceae 


219846897 
3037737 30392 


219846875 


30695 


219846546 
3544949 35464 


219846338 
3835060 38365 


alomonad 


219846264 
3941522 39429 


etobacte 


219846262 
3944448 39458 


etobacte 


219846260 
3947368 39487 


etobacte 


219846099 
4170715 41722 


219878340 


osomal RNA, partial sequence 1792623 17941 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
3828857 3828797 28 88 gi| 219846344 
73 16S ribosomal RNA, partial sequence 38276 
acteria; Gammaproteobacteria; Cardiobacteriales; 
5751 5660 9 99 gi| 265679060 
bosomal RNA, partial sequence 4584 5982 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 
7212 7121 9 99 gi| 265679059 
osomal RNA, partial sequence 6033 7437 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 
36015 35940 9 84 gi| 265679040 
ain DD5/3 16S ribosomal RNA, partial sequence 
teria; Spirochaetes; Spirochaetales; Spirochaeta 
61818 61751 28 95 gi| 265679023 
osomal RNA, partial sequence 60630 62129 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
111708 111633 9 84 gi| 265678988 
osomal RNA, partial sequence 110499 11199 


rochaetales; Spirochaetaceae; Treponema. 
280978 280903 9 84 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


qu 
te. 


356891 356820 28 99 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


gi 


265678873 


ence 


ria; Des 


ref|NR_024810.1| Asaia krungthepensis 
24 Asaia krungthepensis Bacteria; 
raceae; Asaia. 
ref|NR_024773.1| Kozakia baliensis 
91 Kozakia baliensis Bacteria; 
raceae; Kozakia. 
ref |NR_024738.1 
siamensis Bacte 


Asaia siamensis strain 
ria; Proteobacteria; 


ref|NR_024728.1| Asaia bogorensis 

74 Asaia bogorensis Bacteria; 

raceae; Asaia. 

ref |NR_024718.1| Lactobacillus 
2836503 2837908 Lactobacillus 

ae; Lactobacillus. 

ref|NR_026509.1| Lactobacillus 
3008942 3010362 Lactobacillus 

e; Lactobacillus. 

ref|NR_026499.1] Enterococcus 
3024035 3025459 Enterococcus 

; Enterococcus. 

ref |NR_026489.1| Vagococcus fluvialis 

05 Vagococcus fluvialis Bacteria; 

ref|NR_026467.1] Vagococcus lutrae 

11 3070973 Vagococcus lutrae Bacteria; 

ref|NR_026138.1| Bacillus cohnii strain 


54 Bacillus cohnii Bacteria; Firmicutes; 
ref|NR_025928.1|] Halomonas halodurans 
33 Halomonas halodurans Bacteria; 

aceae; Halomonas 
ref|NR_025854.1| Acidiphilium rubrum 

34 Acidiphilium rubrum Bacteria; 

raceae; Acidiphilium. 

ref|NR_025852.1| Acidocella facilis 

54 Acidocella facilis Bacteria; 

raceae; Acidocella. 

ref|NR_025850.1| Acidiphilium angustum 
80 Acidiphilium angustum Bacteria; 
raceae; Acidiphilium. 

ref|NR_025689.1| Vagococcus carniphilus 
27 Vagococcus carniphilus Bacteria; 


ref|NR_025479.1| Vibrio pacinii strain 

16 Vibrio pacinii Bacteria; 

ibrio. 

ref|NR_025934.1| Cardiobacterium 

53 3829122 Cardiobacterium hominis 

Cardiobacteriaceae; Cardiobacterium. 

ref|NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 

Bartonella. 

ref |NR_029367.1| Bartonella taylorii 
Bartonella taylorii Bacteria; 

Bartonella. 

ref|NR_029348.1] Treponema 
34837 36333 Treponema 

ceae; Treponema. 

ref |NR_029331.1| Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 

aceae; Xanthomonas. 

ref|NR_029296.1| Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


265678818 
355741 357157 Sphingopyxis terrae Bacteria; 
Sphingomonadaceae; 


ref|NR_029179.1] Geobacter 

279814 281221 Geobacter 
ulfuromonadales; Geobacteraceae; 
ref|NR_029123.1| Sphingopyxis terrae 


Sphingopyxis. 


222904 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


222904 Bacteria_16S 


strain HTCC2506 1 


416498 416407 9 99 

ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
439641 439550 9 99 gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 


222904 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


222904 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


222904 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


222904 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


222904 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


222904 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


222904 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


222904 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


222904 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


222904 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


222904 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


222904 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


222904 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


222904 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


222904 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


222904 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


222904 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


222904 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


222904 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


464080 463989 9 99 gi 
n AS1.1761 16S ribosomal RNA, partial 

ria; Proteobacteria; Alphaproteobacter 
630043 629968 9 84 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

639163 639096 28 95 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
650004 649913 9 99 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
717663 717584 9 88 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
842166 842079 9 95 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
867935 867868 28 95 gi 


ammaproteobacteria; Xanthomonadales; X 
1142229 1142158 28 99 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1143770 1143679 9 
in C6-1 
eria; P 


99 gi 
9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


1175593 1175526 28 

osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1229948 1229881 28 95 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1233001 1232910 9 99 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1264567 1264492 9 84 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1306753 1306662 9 99 gi 
RNA, complete sequence 
ia; Rhizobiales; Xanthobacteraceae; St 
1312732 1312665 28 95 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


95 gi 


1340329 1340254 9 84 
train MSR-1 16S ribosomal RNA, 
SR-1 Bacteria; Proteobacteria; 


gi 
partial 
Alphapr 


1378342 1378275 28 95 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1381266 1381175 9 99 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1397744 1397653 9 99 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


222904 Bacteria_16S 


1429627 1429560 28 95 gi 


415329 41680 


6S ribosomal RNA, partial sequence 438478 43991 


628893 63029 


716437 71796 


16S ribosomal RNA, partial sequence 866725 86827 


1174405 11758 


1228770 12302 


1305606 1307012 Stark 


265678777 


les; Methy 
265678762 


timonadace 
265678742 
sequence 

ia; Rhizob 
265678631 


Rhodospiri 
265678625 
ence 63798 
nadales; X 
265678618 
e 64884 
les; Beije 
265678570 


Enterobac 
265678485 
nce 84098 
irillales; 
265678467 


anthomonad 
253680762 
quence 
eria; Sphi 
253680761 
quence 

ria; Rhodo 


228718578 


a. 
219878280 


seudomonad 
219878271 
quence 

cteria; Rh 
219846655 
sequence 
; Spirocha 
219846269 


arkeya. 

228721465 
sequence 
eria; Xant 


228721340 
sequence 
oteobacter 


228717562 
ce 13771 
nadales; A 


228717274 
ce 13801 
les; Beije 
228715764 
uence 
bacteria; 


ref 


loba 
ref 


ae; 
ref 


iale 
ref 


llac 
ref 


anth 
ref 


rinc 
ref 


teri 
ref 


Mar 
ref 


acea 


ref 
1 


ref 
a 
bact 


ref 


ref 


acea 
ref 


izob 
ref 


etac 
ref 
eya 
ref 
homo 
ref 
ia; 
ref 
lter 


ref 


rinc 
ref 


Rhiz 


224581439 


antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Lysobacter. 


ref 


462905 46436 


2 639478 Steno 


0 650254 Methy 


8 Enterobacter 


1 842417 Marin 


141076 11425 
ngomonadales; 


142608 11440 


1231844 12332 


1263357 12648 


1311542 13130 


1339181 13406 


67 1378635 Tered 


15 1381523 Methy 


1396599 13980 


NR_029082.1 


cteriaceae; 
NR_029067.1 


Fulvimarina. 
NR_029047.1 
1 
s; Xanthobac 
NR_028936.1 


eae; Roseosp 
NR_028930.1 

iG 
omonadaceae; 
NR_028923.1 
ak 
kiaceae; Met 
NR_028875.1 


aceae; Enter 
NR_028788.1 
° 
inospirillu 
NR_028770.1 


e; Xanthomon 
NR_028010.1 
5 


Sp 


NR_028009.1 
8 
d 


erales; Rho 


NR_027574.1 


NR_025419.1 


e; Cellvibri 
NR_025410.1 
8 
iales; Barto 
NR_026247.1 
3 
eae; Trepone 
NR_025859.1 
novella Bact 


NR_027606.1 
4 
nadales; Xan 
NR_027605.1 
2 
Rhodospirill 
NR_027564.1 
i 
omonadales g 
NR_027561.1 
1 
kiaceae; Met 
NR_027539.1 
3 


obiales; Met 


mM. 


Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Marinospirillum 
spirillum alkaliphilum 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Sphingopyxis 

7 Sphingopyxis 

hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


Oo. 
Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Treponema 

5 Treponema 

ma. 

Starkeya novella DSM 

eria; Proteobacteria; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Methylocella 

ocella silvestris BL2 

hylocella. 
Methylobacterium 

3 Methylobacterium 

hylobacteriaceae; 


NR_027221.1 


Lysobacter 


1428427 1429921 Lysobacter 


222904 Bacteria_16S 1512863 1512784 9 88 
strain 8025 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
222904 Bacteria_16S 1629580 1629489 9 99 gi 
strain T4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
222904 Bacteria_16S 1646397 1646318 9 88 gi 
strain IBS S6874 
Proteobacteria; G 


gi 


ammaproteobacteria; Aeromonadales; Aer 
222904 Bacteria_16S 1650849 1650758 9 99 gi 
VKM B1479 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
222904 Bacteria_16S 1851991 1851916 9 84 gi 
strain SE3104 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

222904 Bacteria_16S 1939971 1939880 9 99 gi 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacte 
Methylobacterium. 
222904 Bacteria_16S 2042118 2042051 28 95 gi 
broegbernensis strain B1616/1 16S ribosomal RNA, partia 


broegbernensis Bacteria; Proteobacteria; Gammaproteobac 
Pseudoxanthomonas. 
222904 Bacteria_16S 2113964 2113893 28 99 gi 


pentaromativorans 
pentaromativorans 
Novosphingobium. 

222904 Bacteria_16S 2185138 2185071 28 95 gi 
taiwanensis strain CB-226 16S ribosomal RNA, partial se 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacter 
Pseudoxanthomonas. 
222904 Bacteria_16S 2264256 2264189 28 95 gi 
venustensis strain ISO04 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
222904 Bacteria_16S 2270480 2270405 9 84 gi 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial 

azotonutricium Bacteria; Spirochaetes; Spirochaetales; 

222904 Bacteria_16S 2296183 2296092 9 99 gi 
strain 91-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
222904 Bacteria_16S 2297649 2297558 9 99 gi 
strain IBS 193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
222904 Bacteria_16S 2318793 2318726 28 95 gi 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
222904 Bacteria_16S 2458396 2458325 28 99 gi 
taejonensis strain JSS-54 16S ribosomal RNA, partial se 
taejonensis Bacteria; Proteobacteria; Alphaproteobacter 
Sphingopyxis. 
222904 Bacteria_16S 2550086 2549995 9 99 
strain C-29 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
222904 Bacteria_16S 2608519 2608432 9 95 gi 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, part 
naphthovorans Bacteria; Proteobacteria; Gammaproteobact 
222904 Bacteria_16S 2857761 2857694 28 95 gi 
strain ATCC 33616 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
222904 Bacteria_16S 2923802 2923735 28 95 gi 
japonensis strain 12-3 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
222904 Bacteria_16S 2932710 2932635 9 84 gi 
japonicum strain ATCC 19191 16S ribosomal RNA, partial 

japonicum Bacteria; Proteobacteria; Gammaproteobacteria 
222904 Bacteria_16S 2965919 2965848 28 99 gi 
strain S37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteo 


gi 


Sphingomonadales; 


1511717 15130 


1628419 16298 


16S ribosomal RNA, partial sequence 1645204 16466 


1649700 16511 


1850849 18521 


2295034 22964 


2296489 22979 


2548929 25503 


2964771 29662 


219878127 


steurellac 
219878457 


rinckiacea 
219878446 


omonadacea 
219878442 


obacterace 
219878301 


Rhodospiri 
219878235 
sequence 
ria; Rhizo 


219878167 
1 sequence 
teria; Xan 


219857659 
al sequenc 
bacteria; 


219857609 
quence 
ia; Xantho 


’ 


219857557 
ence 22630 
irillales; 
219857553 
sequence 

Spirochaet 
219857533 


nellaceae; 
219857532 


nellaceae; 
219857517 
ence 23175 
nadales; X 
219857411 
quence 

ia; Sphing 


219857344 


nellaceae; 
219857263 
ial sequen 
eria; Ocea 
219856886 
28565 
nadales; X 
219856841 
nce 29226 
nadales; X 
219856835 
sequence 

; Oceanosp 


, 


219856812 


Sphingomon 
219846918 


222904 Bacteria_16S 3008635 3008564 28 99 gi 


tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 


ref|NR_025266.1| Histophilus somni 

77 Histophilus somni Bacteria; 

eae; Histophilus 

ref|NR_025596.1| Methylocella tundrae 

34 Methylocella tundrae Bacteria; 

e; Methylocella. 

ref|NR_025585.1| Aeromonas simiae 

55 Aeromonas simiae Bacteria; 

e; Aeromonas. 

ref|NR_025581.1| Labrys monachus strain 

41 Labrys monachus Bacteria; 

ae; Labrys. 

ref|NR_025440.1| Roseospira navarrensis 

30 Roseospira navarrensis Bacteria; 

llaceae; Roseospira. 

ref|NR_025374.1| Methylobacterium 
1938810 1940249 Methylobacterium 

biales; Methylobacteriaceae; 


ref|NR_025306.1 
2040918 204243 
thomonadales; Xa 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


ref|NR_025248.1 
e 2112812 211429 
Sphingomonadales 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


v 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


ref|NR_025198.1 
2183928 218546 
monadales; Xanth 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracace 


Alcanivorax 
vorax venustensis 
e; Alcanivorax. 
Treponema 
9 Treponema 
acea 
ref|NR_025121.1| Bartonella bovis 
38 Bartonella bovis Bacteria; 
Bartonella 
ref|NR_025120.1| Bartonella capreoli 
31 Bartonella capreoli Bacteria; 
Bartonella 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref |NR_024999.1 
2457264 245870 
omonadales; Sphi 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref |NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024654.1 

2931509 293296 
irillales; Pseudospirillum. 
ref|NR_024631.1| Sphingopyxis chilensis 
22 Sphingopyxis chilensis Bacteria; 
adaceae; Sphingopyxis. 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Pseudospirillum 
7 Pseudospirillum 


ref|NR_026510.1| Halospirulina 
3007504 3008891 Halospirulina 


tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 


222904 Bacteria_16S 
strain K 16S ribo 


strain LMG 8678 1 


strain LMG 947 16 


strain LMG 673 16 


Xanthomonas. 
222904 Bacteria 


strain LMG 690 1 


222904 Bacteria 


strain LMG 733 1 


222904 Bacteria 


strain LMG 847 1 


222904 Bacteria_ 
strain LMG 736 16 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


222904 Bacteria_16S 


strain LMG 5743 1 
Proteobacteria; G 


strain LMG 5047 1 
Proteobacteria; G 


strain LMG 708 16 
Proteobacteria; G 


albilineans Bacte 
Xanthomonas. 


222904 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


222904 Bacteria_16S 
s strain S411 16S ribosomal RNA, partial 
Proteobacteria; 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


222904 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


metallireducens s 
metallireducens B 
Geobacter. 


222904 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


16S 


3072173 3072082 9 


3183878 3183811 28 


3185430 3185363 28 


3186982 3186915 28 


3188534 3188467 28 
Proteobacteria; 


3190086 3190019 28 


3191638 3191571 28 


3193190 3193123 28 


3196292 3196225 28 


3199269 3199194 9 


3289832 3289765 28 


3291357 3291290 28 


3292909 3292842 28 


3294461 3294394 28 


3296011 3295944 28 
ria; Proteobacteria; 


3391889 3391814 9 


3580978 3580907 9 


3634172 3634093 9 
s Bacteria; 
m. 

3669366 3669287 9 
3886664 3886589 9 
acteria; 


Proteobacteria; 


3969511 3969436 9 


3970960 3970885 9 


99 


95 


6S ribosomal RNA, partial sequence 3182688 31841 
Proteobacteria; Gammaproteobacteria; 
222904 Bacteria_16S 


95 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
222904 Bacteria_16S 


95 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
222904 Bacteria_16S 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 
vesicatoria Bacteria; 


95 


Gammaproteobacteria; 


95 


6S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
16S 


95 


6S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
16S 


95 


6S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
16S 


95 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
222904 Bacteria_16S 
train DSM 3856 16S ribosomal RNA, partial sequen 
acteria; Proteobacteria; Alphaproteobacteria; 


84 


95 


6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
222904 Bacteria_16S 


95 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
222904 Bacteria_16S 


95 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
222904 Bacteria_16S 
strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
222904 Bacteria_16S 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


95 


95 


84 


6S ribosomal RNA, partial sequence 3390715 33921 
obacteriales; Fusobacteriaceae; Propionigenium. 

222904 Bacteria_16S 
strain RB-3 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


80 


88 


88 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
222904 Bacteria_16S 


84 


train GS-15 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


84 


2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 
222904 Bacteria_16S 


84 


Gammaproteobacteria; 


gi|219846874 


somal RNA, partial sequence 3071024 3072416 Methylocella palustri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
222904 Bacteria_16S 


gi|219846799 


Xanthomonadales; Xanthomonadaceae; 


gi|219846798 
3184240 31857 


Xanthomonadales; Xanthomonadaceae; 


gi| 219846797 
3185792 31872 


Xanthomonadales; Xanthomonadaceae; 


gi|219846796 


gi|219846795 
3188896 31903 


Xanthomonadales; Xanthomonadaceae; 


gi|219846794 
3190448 31919 


Xanthomonadales; Xanthomonadaceae; 


gi|219846793 
3192000 31935 


Xanthomonadales; Xanthomonadaceae; 


gi|219846791 
3195102 31966 


Xanthomonadales; Xanthomonadaceae; 


gi|219846789 
Rh 


gi|219846728 


gi| 219846727 


gi| 219846726 
3291719 32932 


gi| 219846725 
3293271 32947 
gi| 219846724 


gi|219846651 


219846522 
sequence 


gi 


219846483 
sequenc 


gi 


gi|219846458 
3668184 36696 


gi| 219846305 
De 


219846246 
39683 


gi 


Xanthomonadales; 


Xanthomonadales; 


ref|NR_026466.1 


ref|NR_026391.1 


ref|NR_026390.1 


ref|NR_026389.1 


ref |NR_026388.1 
3187344 318884 


ref |NR_026387.1 


ref|NR_026386.1 


ref|NR_026385.1 


ref |NR_026383.1 


ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 
ref |NR_026320.1 


aceae; Xanthomon 
ref|NR_026319.1 


aceae; Xanthomon 
ref |NR_026318.1 


aceae; Xanthomon 
ref|NR_026317.1 


aceae; Xanthomon 
ref|NR_026316.1 

3294823 329632 
Xanth 


ref|NR_026243.1 


ref|NR_026114.1 
3579840 358126 
Rhodospirillales 


ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 
ref|NR_026049.1 
Erwin 
ref|NR_025895.1 

3885428 388697 
sulfuromonadales 


ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 


gi|219846245 


Methylocella palustris 
s Bacteria; 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Anaerobiospirillum 
8 Anaerobiospirillum 


Succinivibrionaceae; 


Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 

Geobacter 

3 Geobacter 

; Geobacteraceae; 


Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 


ref |NR_025835.1 


Rhodothalassium 


salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 


222904 Bacteria_16S 3978240 3978165 9 84 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 

Rhodospirillum. 
222904 Bacteria_16S 4018276 4018209 28 95 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 

Proteobacteria; Gammaproteobacteria; Kangiella. 


222904 Bacteria_16S 38925 38835 9 99 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

222904 Bacteria_16S 99549 99459 9 99 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 

222904 Bacteria_16S 217244 217158 9 95 gi|265678918|ref|NR_029226.1| Blastopirellula marina 


strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

222904 Bacteria_16S 285597 285507 9 99 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 


222904 Bacteria_16S 352511 352421 9 99 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

222904 Bacteria_16S 367355 367269 9 95 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 


fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 
222904 Bacteria_16S 382466 382376 9 99 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 
222904 Bacteria_16S 568082 568004 9 87 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 


222904 Bacteria_16S 661875 661785 9 99 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

222904 Bacteria_16S 667941 667883 26 84 gi|265678604|ref|NR_028909.1| Gluconacetobacter 


entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


222904 Bacteria_16S 773267 773177 9 99 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

222904 Bacteria_16S 791763 791677 9 95 gi|265678518|ref|NR_028821.1| Psychromonas arctica 


strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

222904 Bacteria_16S 872450 872392 26 84 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
222904 Bacteria_16S 884399 884309 9 99 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 


222904 Bacteria_16S 935281 935183 1 99 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
222904 Bacteria_16S 936807 936709 1 99 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

222904 Bacteria_16S 956915 956825 9 99 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 


salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 


222904 Bacteria_16S 1019623 1019533 9 99 gi|265678365|ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

222904 Bacteria_16S 1152844 1152762 9 91 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 


strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

222904 Bacteria_16S 1278050 1277964 9 95 gi|219846127|ref|NR_025717.1| Thalassomonas 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 1276861 1278268 Thalassomonas 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Thalassomonas. 


222904 Bacteria_16S 1294697 1294607 9 99 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
222904 Bacteria_16S 1309739 1309649 9 99 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
222904 Bacteria_16S 1311212 1311122 9 99 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
222904 Bacteria_16S 1363126 1363036 9 99 gi|228719132|ref|NR_027580.1| Octadecabacter 
antarcticus strain 307 16S ribosomal RNA, partial sequence 1361976 1363364 Octadecabacter antarcticus 307 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 

222904 Bacteria_16S 1370728 1370638 9 99 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 1370984 Oceanicola granulosus HTCC2516 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 


222904 Bacteria_16S 1382787 1382701 9 95 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

222904 Bacteria_16S 1434267 1434177 9 99 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

222904 Bacteria_16S 1445049 1444959 9 99 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 
222904 Bacteria_16S 1479788 1479698 9 99 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 
222904 Bacteria_16S 1523404 1523346 26 84 gi|219857543|ref|NR_025131.1| Treponema parvum 
strain OMZ833 16S ribosomal RNA, partial sequence 1522207 1523691 Treponema parvum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
222904 Bacteria_16S 1546356 1546270 9 95 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
222904 Bacteria_16S 1547871 1547785 9 95 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
222904 Bacteria_16S 1611460 1611370 9 99 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 
222904 Bacteria_16S 1612940 1612850 9 99 gi|219878468|ref|NR_025607.1| Loktanella 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 


222904 Bacteria_16S 1615971 1615881 9 99 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
strain CM243 16S ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

222904 Bacteria_16S 1647861 1647771 9 99 gi|219878444|ref|NR_025583.1| Stella vacuolata 


strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 
222904 Bacteria_16S 1711990 1711900 9 99 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 


222904 Bacteria_16S 1757795-1757713°9 91 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

222904 Bacteria_16S 1828991 1828901 9 99 gi| 219878317 |ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
222904 Bacteria_16S 1909522 1909432 9 99 gi| 219878257 |ref|NR_025396.1| Aerococcus 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 


222904 Bacteria_16S 2040578 2040500 9 87 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

222904 Bacteria_16S 2105007 2104917 9 99 gi|219878117|ref|NR_025256.1| Anoxynatronum 


sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 
222904 Bacteria_16S 2224451 2224361 9 99 gi|219857583|ref|NR_025171.1| Thermodesulfatator 

indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 


15286 Bacteria; 


Thermodesulfobacteria; 


Thermodesulfatator. 


Thermodesulfobacteriales; 


Thermodesulfobacteriaceae; 


222904 Bacteria_16S 2238223 2238133 9 99 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

222904 Bacteria_16S 2256561 2256471 9 99 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

222904 Bacteria_16S 2262735 2262645 9 99 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

222904 Bacteria_16S 2299170 2299084 9 95 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

222904 Bacteria_16S 2350474 2350384 9 99 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

222904 Bacteria_16S 2400597 2400507 9 99 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

222904 Bacteria_16S 2509706 2509648 26 84 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

222904 Bacteria_16S 2524891 2524801 9 99 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 

222904 Bacteria_16S 2717311 2717225 9 95 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

222904 Bacteria_16S 2908429 2908339 9 99 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

222904 Bacteria_16S 2917690 2917600 9 99 gi|219856845|ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

222904 Bacteria_16S 2929697 2929607 9 99 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

222904 Bacteria_16S 2937195 2937137 26 84 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

222904 Bacteria_16S 2961317 2961231 9 95 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

222904 Bacteria_16S 2990389 2990304 9 95 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

222904 Bacteria_16S 3004153 3004095 26 84 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
222904 Bacteria_16S 3073683 3073597 9 95 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

222904 Bacteria_16S 3090350 3090260 9 99 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

222904 Bacteria_16S 3102246 3102156 9 99 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

222904 Bacteria_16S 3118835 3118777 26 84 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
222904 Bacteria_16S 3124891 3124801 9 99 gi|219846839|ref|NR_026431.1| Hyphomicrobium 


denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


3123738 3125183 Hyphomicrobium 


222904 Bacteria_16S 3127849 3127759 9 99 gi|219846837|ref|NR_026429.1| Hyphomicrobium 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3126704 3128141 Hyphomicrobium 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
222904 Bacteria_16S 3129337 3129247 9 99 gi|219846836|ref|NR_026428.1| Hyphomicrobium 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

222904 Bacteria_16S 3161201 3161111 9 99 gi|219846815|ref|NR_026407.1| Desulfuromonas 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
222904 Bacteria_16S 3288373 3288283 9 99 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 

222904 Bacteria_16S 3303692 3303602 9 99 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
Firmicutes; Bacillales; Salinicoccus. 

222904 Bacteria_16S 3408620 3408530 9 99 gi|219846640|ref|NR_026232.1| Syntrophobacter 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

222904 Bacteria_16S 3541497 3541407 9 99 gi|219846549|ref|NR_026141.1| Bacillus clarkii 


strain DSM 8720 1 
Firmicutes; 


Bacil 


6S ribosomal RNA, 


lales; Bacillaceae; Bacillus. 


complete sequence 3540266 35417 


87 Bacillus clarkii Bacteria; 


222904 Bacteria_16S 3553809 3553751 26 84 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

222904 Bacteria_16S 3555340 3555282 26 84 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

222904 Bacteria_16S 3663247 3663161 9 95 gi|219846463|ref|NR_026055.1] Colwellia 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequence 3662041 3663526 Colwellia 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
222904 Bacteria_16S 3796808 3796722 9 95 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

222904 Bacteria_16S 3944121 3944063 26 84 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

222904 Bacteria_16S 3947041 3946983 26 84 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium cryptum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

222904 Bacteria_16S 3949962 3949904 26 84 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
strain 101 16S ribosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

222904 Bacteria_16S 3955986 3955896 9 99 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

222904 Bacteria_16S 4010816 4010730 9 95 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

222904 Bacteria_16S 4068228 4068142 9 95 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

222904 Bacteria_16S 4069767 4069681 9 95 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

222904 Bacteria_16S 4106000 4105910 9 99 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
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222904 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 
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ue 
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11 Paenibacillus 


ref |NR_025637.1 
e 4231451 423288 
Rhodobacterale 


v 
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Leisingera 
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222904 Bacteria_16S 
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222904 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


222904 Bacteria_16S 
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222904 Bacteria_16S 
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Firmicutes; Lacto 


222904 Bacteria_16S 
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222904 Bacteria_16S 
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222904 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


222904 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


52711 52638 26 99 gi|265679029|ref|NR_029337.1| Enterococcus asini 
bosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

55749 55680 26 95 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
6S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

94885 94812 26 99 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
bosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

165107 165034 26 99 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

255420 255331 9 97 gi| 265678892 |ref|NR_029200.1| Afipia broomeae strain 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

340649 340576 26 99 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
bacillales; Lactobacillaceae; Pediococcus. 

345117 345044 26 99 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

376320 376247 26 99 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

383979 383890 9 97 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 

ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 
411745 411672 26 99 gi|265678780|ref|NR_029085.1]| Lactobacillus 
GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
476338 476265 26 99 gi|265678734|ref|NR_029039.1| Lactobacillus 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

502514 502441 26 99 gi|265678717|ref|NR_029022.1| Bacillus indicus 
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222904 Bacteria_16S 
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222904 Bacteria_16S 
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ryukyuensis Bacte 


222904 Bacteria_16S 
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222904 Bacteria_16S 
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1687712 1689235 Bacillus saliphilus Bacteria; 


222904 Bacteria_16S 1690491 1690418 26 99 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

222904 Bacteria_16S 1753098 1753025 26 99 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 1780303 1780230 26 99 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

222904 Bacteria_16S 1790781 1790708 26 99 gi|219878342|ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

222904 Bacteria_16S 1801419 1801346 26 99 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

222904 Bacteria_16S 1802985 1802912 26 99 gi|219878334|ref|NR_025473.1]| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 1804552 1804479 26 99 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

222904 Bacteria_16S 1809179 1809106 26 99 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

222904 Bacteria_16S 1839723 1839650 26 99 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

222904 Bacteria_16S 1841286 1841213 26 99 gi|219878308|ref|NR_025447.1| Lactobacillus 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

222904 Bacteria_16S 1842827 1842754 26 99 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 1844390 1844317 26 99 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

222904 Bacteria_16S 1857863 1857790 26 99 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

222904 Bacteria_16S 1941497 1941424 26 99 gi| 219878234 |ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 1946206 1946133 26 99 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 1961370 1961297 26 99 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

222904 Bacteria_16S 1974848 1974775 26 99 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

222904 Bacteria_16S 2039002 2038929 26 99 gi| 219878169 |ref|NR_025308.1| Virgibacillus proomii 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

222904 Bacteria_16S 2048389 2048316 26 99 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

222904 Bacteria_16S 2095794 2095721 26 99 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 2115539 2115466 26 99 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

222904 Bacteria_16S 2156271 2156214 28 85 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

222904 Bacteria_16S 2170026 2169953 26 99 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

222904 Bacteria_16S 2192802 2192729 26 99 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 


strain Z-7792 16S 
Firmicutes; Bacil 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


2191612 2193037 Amphibacillus tropicus Bacteria; 


222904 Bacteria_16S 2225967 2225894 26 99 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

222904 Bacteria_16S 2227528 2227455 26 99 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

222904 Bacteria_16S 2285724 2285651 26 99 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 2302080 2301991 9 97 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

222904 Bacteria_16S 2317346 2317273 26 99 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

222904 Bacteria_16S 2382393 2382320 26 99 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 2399066 2398993 26 99 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

222904 Bacteria_16S 2432589 2432516 26 99 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

222904 Bacteria_16S 2444787 2444714 26 99 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

222904 Bacteria_16S 2508195 2508122 26 99 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

222904 Bacteria_16S 2551587 2551514 26 99 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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eria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

16S 3958956 3958883 26 99 gi|219846253|ref|NR_025843.1| Sporolactobacillus 

ain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
teria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 
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Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 4044168 4044095 26 99 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

222904 Bacteria_16S 4083546 4083473 26 99 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

222904 Bacteria_16S 4131784 4131711 26 99 gi| 219846126 |ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

222904 Bacteria_16S 4223555 4223466 9 97 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

222904 Bacteria_16S 754885 754825 28 88 gi|265678543|ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
222904 Bacteria_16S 793279 793219 27 87 gi| 265678517 |ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

222904 Bacteria_16S 802528 802452 9 85 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

222904 Bacteria_16S 1341912 1341824 9 97 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

222904 Bacteria_16S 1704411 1704339 28 99 gi| 219878405 |ref|NR_025544.1| Methylocystis 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
222904 Bacteria_16S 1705949 1705873 9 85 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

222904 Bacteria_16S 2117080 2117020 28 88 gi|219857657|ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

222904 Bacteria_16S 2138253 2138193 28 88 gi| 219857643 |ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

222904 Bacteria_16S 2905356 2905280 9 85 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

222904 Bacteria_16S 3005660 3005588 28 99 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

222904 Bacteria_16S 3182326 3182266 28 88 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

222904 Bacteria_16S 3194740 3194680 28 88 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

222904 Bacteria_16S 3317289 3317229 27 87 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
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222904 Bacteria_16S 
strain TCl 16S ri 
G 
222904 Bacteria_16S 
strain IS 123 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
222904 Bacteria_16S 
strain 166 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
222904 Bacteria_16S 
CFN 42 16S riboso: 
Alphaproteobacter 
222904 Bacteria_16S 
berkhoffii 
berkhoffii 
222904 Bacteria_16S 
strain 941 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
222904 Bacteria_16S 


Proteobacteria; 


subsp. 
subsp. 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; 
222904 Bacteria_16S 
strain CIP 105566 
G 
222904 Bacteria_16S 


Proteobacteria; 


hassiacum strain 


Bacteria; Proteobacteria; Alphaproteobacteria; 
222904 Bacteria_16S 
strain SCII24 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
222904 Bacteria_16S 


strain DSM 30039 
Proteobacteria; 


Buttiauxella. 


222904 Bacteria_16S 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
222904 Bacteria_16S 


strain 12993 16S 
Proteobacteria; 


Proteobacteria; 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
222904 Bacteria_16S 


strain CDC 2970-5 
Bacteria; 
Proteobacteria; 


strain ATCC 33433 
Proteobacteria; 


strain SH22623 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 
warmboldiae strai 
warmboldiae Bacte 


G 
222904 Bacteria_16S 
strain 256 16S ri 
G 
222904 Bacteria_16S 


Proteob 
222904 Bacteria_16S 
strain 167 16S ri 
G 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 


3772664 3772606 26 84 gi 


acteria; Proteobacteria; 


8670 8579 9 
osomal RNA, partial sequence 


99 gi 


60270 60203 28 95 
bosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
63306 63215 9 99 gi 
ribosomal RNA, partial sequence 


gi 


261297 261206 9 99 
bosomal RNA, partial sequence 


gi 


273389 273298 9 

mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; Rhizobi 
318921 318830 9 99 gi 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
353972 353881 9 99 gi 
bosomal RNA, partial sequence 


99 gi 


Hypho: 
355431 355340 9 99 gi 
ribosomal RNA, partial sequence 
Rhizobiales; Hypho 
9 88 gi 
partial sequence 


546668 546589 
16S ribosomal RNA, 
ammaproteobacteria; Enterobacteriales; 
593557 593486 28 99 gi 
W-51 16S ribosomal RNA, partial sequen 
Sphingom 

gi 


678675 678584 9 99 


690671 690592 9 88 gi 
ammaproteobacteria; Enterobacteriales; 
692223 692144 9 88 gi 
n NSW 326 16S ribosomal RNA, partial 


ria; Proteobacteria; Gammaproteobacter 


794741 794650 9 99 gi 
B 16S ribosomal RNA, partial sequence 


819244 819165 9 88 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820749 820670 9 88 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
908847 908776 28 99 gi 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 

987562 987483 9 88 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
989142 989063 9 88 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1004532 1004453 9 88 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1025793 1025702 9 99 gi 
S ribosomal RNA, partial sequence 


1074265 1074194 28 99 gi 


train H2 16S ribosomal RNA, partial se 
Deltaproteoba 


7488 


59080 


62180 


260171 26154 


272240 273697 Rhizo 


352821 35423 


354284 35569 


677507 67890 


16S ribosomal RNA, partial sequence 689459 69096 


818049 81950 


819558 82101 


907717 90916 


987916 98944 


1024681 10260 
biaceae; 


219846383 
quence 
cteria; 


265679058 
8910 
nellaceae; 
265679024 
60579 


265679022 
63541 
biaceae; 
265678887 


biaceae; 
265678878 


um/Agrobac 
265678848 
ial sequen 
bacteria; 
265678821 


microbiace 
265678820 


microbiace 
265678688 
54547 
Enterobac 
265678657 
ce 59240 
onadales; 
265678597 


llaceae; O 
265678589 


Enterobac 
265678588 
sequence 
ia; Entero 


265678516 

79361 
biaceae; R 
265678500 


Enterobac 
265678499 


Enterobac 
265678439 


Erythrobac 
265678386 
98633 
cteriales; 
265678385 


Enterobac 
265678375 

10033 

Enterobac 
265678361 


R 
265678328 


De 


anthomonad 


R 


R 


teri 


ref|NR_025974.1 
3771473 37728 
sulfuromonadale 


ref |NR_029366.1 


9 
ae 


Geobacter 
0 Geobacter 
; Geobacteraceae; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


tonella. 
NR_029332.1 


Bar 
ref 


acea 
ref 


e; Xanthomo 
NR_029330.1 


hizo 
ref 


bium/Agroba 
NR_029195.1 


hizobium/Agroba 
ref|NR_029184.1 
bium etli Bacte 
terium group; R 
ref|NR_029153.1 
ce 317746 319177 
Rhizobiales; Ba 
ref|NR_029126.1 


ae; 
ref 


Rhodoplanes 
NR_029125.1 


ae; 
ref 


Rhodoplanes. 
NR_028993.1 


teriaceae; Enter 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028902.1 
4 Ochrobactrum 
chrobactrum. 

ref |NR_028894.1 


teriaceae; Citro 
ref|NR_028893.1 

691014 692520 
bacteriales; Ent 


ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028803.1 


teri 
ref 


aceae; Kluyv 
NR_028802.1 


teriaceae; Kluyv 
ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teriaceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
aceae; Kluyv 
ref|NR_028663.1 


bium/Agrobac 


ref 


xr 
h 


r 


5 546925 Entero 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 
n 


as. 
Rhizobium sullae 


Rhizobium sullae Bacteria; 
c 


terium group; Rhizobium. 
Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 
ic 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 
Novosphingobium 
hingobium hassiacum 

e; Novosphingobium. 
Ochrobactrum tritici 


tritici Bacteria; 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 

Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 

Kluyvera ascorbata 

ra ascorbata Bacteria; 
era. 

Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 
hizo 


terium group; Rhizobium. 


NR_028630.1 


Novosphingobium 


tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosphingobium tardaugens 


Bacteria; Proteob 


acteria; Alphaproteobacteria; 


Sphingomonadales; 


Sphingomonadacea 


e; Novosphingobium. 


222904 Bacteria_16S 
temperatum strain 
temperatum Bacter 
222904 Bacteria_16S 
strain M2000/95/1 
Bacteria; 
222904 Bacteria_16S 
tianshanense stra 
tianshanense Bact 
Mesorhizobium. 
222904 Bacteria_16S 


strain SO2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


222904 Bacteria_16S 
strain SA35 16S r 


222904 Bacteria_16S 
septentrionale st 


Mesorhizobium. 
222904 Bacteria_16S 
americanum strain 
americanum Bacter 
Sinorhizobium/Ens 
222904 Bacteria_16S 
asaccharovorans s 
asaccharovorans B 
Chelatococcus. 
222904 Bacteria_16S 
chacoense strain 
Bacteria; Proteob 
222904 Bacteria_16S 
strain 81H-380. 1 
Proteobacteria; 
222904 Bacteria_16S 
strain $3/2-161 1 
Proteobacteria; 
222904 Bacteria_16S 
strain $1/1-984 1 
Proteobacteria; 
222904 Bacteria_16S 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 
Gammaproteobacter 


ferragutiae Bacte 
Buttiauxella. 

222904 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
222904 Bacteria_16S 
strain IBS 506 16 


ria; 


222904 Bacteria_16S 
strain IBS 382 16 


222904 Bacteria_16S 
aquibiodomus stra 


Nitratireductor. 
222904 Bacteria_16S 
strain SW-46 16S 


222904 Bacteria_16S 
DSM 4568 16S ribo 
Gammaproteobacteria; 
222904 Bacteria_16S 
strain ALC-2 16S 


222904 Bacteria_16S 


strain 7d 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


222904 Bacteria_16S 


strain CCBAU 71042 16S ribosomal RNA, partial sequence 


ifer group; 


1243598 1243507 9 


SDW 018 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteri 


1443536 1443457 9 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteure 


1485872 1485781 9 


in A-1BS 16S ribosomal RNA, partial sequ 
eria; Proteobacteria; Alphaproteobacte 


1487385 1487294 9 


1493438 1493347 9 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


1515829 1515738 9 


rain SDW 014 16S ribosomal RNA, partia 
septentrionale Bacteria; Proteobacteria; Alphaproteobac 


1580773 1580682 9 


CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
Sinorhizobium. 


1868644 1868553 9 


train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteobacteria; 


1890151 1890060 9 


PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


2002831 2002752 9 


6S ribosomal RNA, partial sequence 2001636 20 
Gammaproteobacteria; Enterobacteriales; 


2005908 2005829 9 


6S ribosomal RNA, partial sequence 2004699 20 
Gammaproteobacteria; Enterobacteriales; 


2007454 2007375 9 


6S ribosomal RNA, partial sequence 2006247 20 
Gammaproteobacteria; Enterobacteriales; 


2008998 2008919 9 
Proteobacteria; 


2010557 2010478 9 


6S ribosomal RNA, partial sequence 2009346 20 
Gammaproteobacteria; Enterobacteriales; 


2075914 2075823 9 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


2085167 2085076 9 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


2098802 2098711 9 


in NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacte 


2118572 2118501 28 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


2121632 2121553 9 


somal RNA, partial sequence 2120505 2121907 Cedec 


Enterobacteriales; 
2151850 2151779 28 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


2221507 2221416 9 


2245722 2245631 9 


llaceae; 

99 gi| 219878123 

ria; Rhizo 

99 gi| 219857656 

2117441 21188 
Sphingomonadales; Erythrobac 
88 gi|219857654 
Enterobacteriaceae; Cedec 

99 gi| 219857634 

2150729 21521 


Sphingomonadales; 


99 gi|219878114|ref|NR_025253.1| Mesorhizobium 
1242462 1243864 Mesorhizobium 
a; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
88 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
1442329 1443825 Actinobacillus scotiae 


llales; 
219857250 

ence 

a; 


99 gi 


ri 
99 gi| 219857235 
1486230 14876 
Rhizobiaceae; 
gi| 219846714 
1492298 14937 
Xanthobacterace 
gi| 219878113 
1 sequence 
teria; Rhi 


99 


99 


99 219878491 
sequence 


a; Rhizobi 


gi 


99 219878289 


equence 


gi 


Rh 

99 gi| 219878272 
e 18889 

les; Phyll 

88 gi| 219878194 
031 


Enterobac 
219878192 
061 

Enterobac 
219878191 
077 

Enterobac 
219878190 
sequence 
ia; Entero 


88 gi 


88 gi 


88 gi 


88 219878189 
108 
Enterobac 
gi| 219878139 
2074760 20762 
llaceae; 
gi| 219878133 
2084014 20854 


gi 


99 


99 


Erythrobac 
gi| 219857585 
2220358 22217 


99 


Pa 


Rhizobial 


Rhizobium/Agrobac 


steurellaceae; Actinobacillus. 
ref|NR_024880.1| Mesorhizobium 

1484704 1486179 Mesorhizobium 
es; Phyllobacteriaceae; 


ref|NR_024863.1| Rhizobium huautlense 

90 Rhizobium huautlense Bacteria; 

terium group; Rhizobium. 

ref|NR_026306.1| Xanthobacter agilis 

11 Xanthobacter agilis Bacteria; 

ae; Xanthobacter. 

ref|NR_025252.1| Mesorhizobium 
1514694 1516108 Mesorhizobium 

zobiales; Phyllobacteriaceae; 


Sinorhizobium 
0 Sinorhizobium 
ae; 


ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


ref |NR_025428.1 
1867493 186885 
izobiales; Beije 


ref|NR_025411.1| Mesorhizobium 
88 1890453 Mesorhizobium chacoense 
obacteriaceae; Mesorhizobium. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
bacteriales; Enterobacteriaceae; 


Buttiauxella brennerae 
50 Buttiauxella brennerae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 
Bartonella. 
ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 
Bartonella. 
ref|NR_025262.1| Nitratireductor 
2097632 2099087 Nitratireductor 
biales; Phyllobacteriaceae; 


ref |NR_025328.1 


ref|NR_025245.1] Erythrobacter flavus 
82 Erythrobacter flavus Bacteria; 
teraceae; Erythrobacter. 

ref|NR_025243.1| Cedecea davisae strain 
ea davisae Bacteria; Proteobacteria; 

ea. 
ref|NR_025223.1| Porphyrobacter cryptus 
42 Porphyrobacter cryptus Bacteria; 
teraceae; Porphyrobacter. 
ref|NR_025173.1| Xanthobacter viscosus 
41 Xanthobacter viscosus Bacteria; 

ae; Xanthobacter. 


99 219857569 


22445 


gi 


ref|NR_025157.1| Rhizobium indigoferae 
78 2245989 Rhizobium indigoferae 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 


Rhizobium. 


222904 Bacteria_16S 
strain ATCC49733 


2364268 2364189 9 


88 


gi| 219857485 


16S ribosomal RNA, partial sequence 2363042 23645 


ref 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


222904 Bacteria_16S 


strain IBS 325 16S ribosomal RNA, partial sequence 


2396078 2395987 9 


99 


gi|219857463 


2394935 23963 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


222904 Bacteria_16S 


2397545 2397474 26 


97 


gi|219857462 


gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 


gottschalkii Bacteria; 


Anaerobranca. 
222904 Bacteria_16S 
strain ATCC 33531 
Bacteria; 
222904 Bacteria_16S 
strain ATCC 51603 


222904 Bacteria_16S 
strain ACCC 19665 
Bacteria; 
222904 Bacteria_16S 


strain CDC 0876-58 16S ribosomal RNA, partial sequence 


Bacteria; 
222904 Bacteria_16S 
strain ATCC15947 
Bacteria; 
222904 Bacteria_16S 


strain JCM1680 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


222904 Bacteria_16S 


strain JCM1679 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


222904 Bacteria_16S 
echinoides strain 


Sphingomonas. 
222904 Bacteria_16S 
strain JCM1240 


Firmicutes; 


2462955 2462876 9 


2620934 2620855 9 


2623899 2623808 9 


2636062 2635983 9 


2763682 2763603 9 


2765198 2765119 9 


2766714 2766635 9 


2865418 2865347 28 


2947929 2947850 9 


Clostridia; 


88 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


88 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


99 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


88 


88 


88 


88 


99 


88 


16S ribosomal RNA, partial sequence 


Clostridiales; 


gi|219857408 


gi]219857252 
gi]219857249 
gi]219857234 


gi] 219857142 


16S ribosomal RNA, partial sequence 2762542 27639 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi|219857141 
2763991 27654 


gi|219857140 
2765507 27669 


gi|219856881 


ATCC 14820 16S ribosomal RNA, partial sequence 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


gi|219856825 
2946729 29481 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


222904 Bacteria_ 
strain JCM1235 


16S 


2949419 29493409 


88 


16S ribosomal RNA, partial sequence 


gi| 219856824 
2948221 29496 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


222904 Bacteria_ 
strain JCM1237 


16S 


222904 Bacteria _ 16S 


2950907 2950828 9 


2952408 2952329 9 


88 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


88 


strain JCM1234 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


222904 Bacteria _ 16S 


2953906 2953827 9 


88 


strain JCM6051 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


cloacae complex. 
222904 Bacteria_16S 


2994881 2994790 9 


99 


gi| 219856823 
2949709 29511 


gi| 219856822 
2951208 29526 


gi|219856821 
2952708 29541 


gi| 219846927 


larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 


larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; 
Rhizobium/Agrobacterium group; Agrobacterium. 


222904 Bacteria_16S 


3076637 3076546 9 


99 


strain ORS 992 16S ribosomal RNA, partial sequence 


222904 Bacteria_16S 


3132249 3132158 9 


99 


gi|219846871 
3075492 30769 


gi| 219846834 


plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 


plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 
222904 Bacteria_16S 


3154969 3154898 26 


97 


gi|219846819 


orientis strain DSM 765 16S ribosomal RNA, partial sequence 31537 


Bacteria; Firmicutes; 
222904 Bacteria_16S 
strain TagT2C 16S 


Clostridia; 
3240108 3240017 9 


Clostridiales; 


99 


ribosomal RNA, partial sequence 


Peptococcaceae; 


gi|219846761 
3238968 32403 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


222904 Bacteria_16S 


3308297 3308206 9 


99 


219846716 


gi 


Clo 


24617 


26197 


26227 


Phyll 


26348 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Sphingo 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


w 


ref 


Desu 
ref 


ae; 
ref 


40 2463175 Raoul 
Enterobacteriaceae; 


36 2621149 Kluyv 
teriaceae; 


31 2624203 Mesor 
obacteriaceae; Mesorhizobium. 


42 2636362 Citro 
Enterobacteriaceae; 


40 Edwardsiella 
Enterobacteriac 


56 Edwardsiella 
teriaceae; 


72 Edwardsiella 
teriaceae; 


2864276 286573 
monadales; 


58 Enterobacter 
teriaceae; 


57 Enterobacter 


2993732 299516 
Rhizobiales; 


131100 313253 
Rhizobiales; 


64 3155274 Desulf 


79 Xanthobacter 


NR_025073.1 


NR_025051.1 


NR_025050.1 


NR_024996.1 


NR_024883.1 


NR_024879.1 


NR_024862.1 


NR_024770.1 


NR_024769.1 


NR_024768.1 


NR_024700.1 


NR_024644.1 


Serra 
NR_024643.1 


Enter 
NR_024642.1 


Enter 
NR_024641.1 


Enter 
NR_024640.1 


Enter 
NR_026519.1 
Rhizobiac 


NR_026463.1 


NR_026426.1 
Phyllobac 
NR_026411.1 


1lfosporosinu 
NR_026353.1 


Xanthobacter 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 
Bartonella. 


Anaerobranca 


2396386 2397818 Anaerobranca 
stridiales Family XIV. 


Incertae Sedis; 


Raoultella planticola 


tella planticola 


Raoultella. 
Kluyvera georgiana 


era georgiana Bacteria; 
Kluyvera. 


Mesorhizobium amorphae 


hizobium amorphae 


Citrobacter werkmanii 


bacter werkmanii 


Citrobacter. 
Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 
Edwardsiella. 


Edwardsiella hoshinae 


hoshinae Bacteria; 
Edwardsiella. 


Sphingomonas 
8 Sphingomonas 


Sphingomonadaceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 
teriaceae; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


57 Enterobacter gergoviae Bacteria; 
teriaceae; 


obacter. 
Enterobacter asburiae 


29 Enterobacter asburiae Bacteria; 
teriaceae; 


obacter; Enterobacter 


Agrobacterium 
8 Agrobacterium 


eae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 


terium group; Rhizobium. 
Mesorhizobium 

6 Mesorhizobium 
teriaceae; 


Desulfosporosinus 
osporosinus orientis 

Ss. 

Xanthobacter tagetidis 


tagetidis Bacteria; 


Xanthobacter 


NR_026308.1 


autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


222904 Bacteria_16S 


strain 301 16S ri 


3309759 3309668 9 99 
bosomal RNA, partial sequence 


gi 


219846715 
3308619 33100 


ref|NR_026307.1 


Xanthobacter flavus 


30 Xanthobacter flavus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
222904 Bacteria_16S 3578046 3577955 9 99 gi|219846524|ref|NR_026116.1| Blastobacter 
capsulatus strain 216 16S ribosomal RNA, complete sequence 3576905 3578325 Blastobacter capsulatus 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bl 
222904 Bacteria_16S 3604145 3604054 9 99 gi|219846504|ref|NR_026096.1 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 
Sinorhizobium. 

222904 Bacteria_16S 3646391 3646300 9 99 gi|219846474|ref|NR_026066.1 


strain USDA 1844 


strain H152 16S r 


222904 Bacteria_16S 


strain CNS 2-75 1 
Proteobacteria; A 


222904 Bacteria_16S 


strain UPM-Ca7 16 
Proteobacteria; A 


bi 
3657046 3656955 9 99 
ibosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
222904 Bacteria_16S 


aceae; 


R 
219846467 
3655877 36573 


hizo 
ref 


bium/Agrobac 
NR_026059.1 


astobacter. 
Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
3684470 3684379 9 99 gi| 219846448 |ref|NR_026039.1| Ochrobactrum anthropi 
6S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
lphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
3801302 3801211 9 99 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium ciceri Bacteria; 
lphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
3894380 3894289 9 99 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 


222904 Bacteria_16S 


strain F9251 16S 
Proteobacteria; A 


222904 Bacteria_16S 


strain BN 126 16S 
Proteobacteria; A 


222904 Bacteria_16S 


strain NZP 2213 1 
Proteobacteria; A 


222904 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


222904 Bacteria_16S 
6S ribosomal RNA, partial sequence 3979744 39812 


strain gal 1261 1 
Proteobacteria; A 


222904 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


222904 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


222904 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


222904 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


222904 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


222904 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


222904 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


222904 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


222904 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


ribosomal RNA, partial sequence 


lphaproteobacteria; Rhizobiales; Rhizobi 
3995775 3995704 28 99 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3997266 3997195 28 99 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


Er 


ue 
a; 


3998760 3998689 28 99 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 


4001684 4001613 28 99 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


ue 
a; 


4036637 4036566 28 99 gi 
SW-110 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingomon 
4124278 4124199 9 88 gi 
in Gerl. 236/81 16S ribosomal RNA, par 
eria; Proteobacteria; Gammaproteobacte 


ti 
ri 


4208287 4208217 26 96 gi 
strain 41 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clo 
ella. 


se 
st 


4240167 4240076 9 99 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 


nc 
le 


3893217 38946 


219846228 
3994645 39960 


219846227 


219846226 


Lay 


219846224 


219846199 


219846134 


219846070 


219846042 


aceae; R 


ythrobac 


nce 
Sphingo 


ence 
Sphing 


’ 


nce 
Sphingo 


ce 40355 
adales; 
al seque 


a; Paste 


quence 
ridiales 


e 42390 
s; Methy 


4241626 4241535 9 99 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


ce 
le 


222904 Bacteria_16S 


23862 23780 26 108 gi 


219846041 


265679048 


42404 
s; Methy 


hizobium/Agrobac 
ref|NR_025818.1 
85 Erythrobacter 
tera Eryth 


monadales; 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025724.1 
nce 412310 


urellales; Paste 


ref|NR_025660.1 
4207086 420854 
Clostridiales 


v 


ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 


orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 


Bacteria; Firmicu 


tes; Clostridia; Clostridiales; Clostrid 


iaceae; 


ref|NR_029356.1 
24226 Clostr 
Clostridium. 


82 Bartonella elizabethae Bacteria; 


lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

3941233 3941142 9 99 gi|219846265|ref|NR_025855.1| Rhodobium marinum 

ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 

lphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

3968010 3967919 9 99 gi|219846247|ref|NR_025837.1| Mesorhizobium loti 
6S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
lphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

3975321 3975250 28 99 gi|219846242|ref|NR_025832.1| Agrobacterium 

IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
terium group; Agrobacterium. 
3980906 3980815 9 99 gi|219846238|ref|NR_025828.1| Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Volucribacter 

3 4124536 Volucribacter 

urellaceae; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Clostridium 

idium orbiscindens 


222904 Bacteria_16S 40413 40323 9 99 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

222904 Bacteria_16S 90251 90161 9 99 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

222904 Bacteria_16S 252469 252379 9 99 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

222904 Bacteria_16S 259921 259831 9 99 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

222904 Bacteria_16S 303714 303652 25 87 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

222904 Bacteria_16S 312961 312871 9 99 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

222904 Bacteria_16S 342157 342079 9 87 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
222904 Bacteria_16S 351076 350986 9 99 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

222904 Bacteria_16S 358335 358245 9 99 gi|265678816|ref|NR_029121.1| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

222904 Bacteria_16S 365869 365779 9 99 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

222904 Bacteria_16S 379430 379340 9 99 gi|265678802|ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

222904 Bacteria_16S 485413 485355 26 84 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

222904 Bacteria_16S 504030 503940 9 99 gi|265678716|ref|NR_029021.1| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

222904 Bacteria_16S 542074 541984 9 99 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

222904 Bacteria_16S 572624 572534 9 99 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

222904 Bacteria_16S 584577 584487 9 99 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

222904 Bacteria_16S 807062 806972 9 99 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

222904 Bacteria_16S 814778 814700 9 87 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
222904 Bacteria_16S 901232 901154 9 87 gi|265678444|ref|NR_028746.1| Thioalkalimicrobium 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
222904 Bacteria_16S 929061 928971 9 99 gi|265678426|ref|NR_028728.1| Roseovarius 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseovarius nubinhibens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

222904 Bacteria_16S 930544 930454 9 99 gi|265678425|ref|NR_028727.1| Ruegeria pomeroyi 
strain DSS-3 16S ribosomal RNA, partial sequence 929371 930833 Ruegeria pomeroyi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 

222904 Bacteria_16S 998504 998426 9 87 gi|265678379|ref|NR_028681.1| Thiomicrospira 


kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 


997291 998749 Thiomicrospira kuenenii 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


222904 Bacteria_16S 


strain JB-A2 16S 
Proteobacteria; 


Desulfobacca. 


222904 Bacteria_16S 
thermophila strai 
Proteob 
222904 Bacteria_16S 


Bacteria; 


colihominis DSM 1 
17241 Bacteria; 


schleiferi subsp. 


222904 Bacteria_16S 
subsp. urealyticu 
capitis subsp. ur 
222904 Bacteria_16S 


Cc 
c 


carnosus subsp. 
carnosus subsp. 


222904 Bacteria_16S 
fumaroxidans stra 
fumaroxidans MPOB 


Syntrophobacterac 


222904 Bacteria_16S 
diazotrophicus st 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 
Gluconacetobacter 
222904 Bacteria_16S 
HEL-45 16S riboso 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
222904 Bacteria_16S 


strain USDA 9030 


G 


E. 
222904 Bacteria_16S 


1001536 1001458 9 87 
ribosomal RNA, partial sequence 


gi 


1027324 1027234 9 99 gi 


ria; Proteobacteria; 


1030324 1030246 9 87 gi 


1184619 1184537 26 108 gi 
irmicutes; Clostridia; Clostridiales; 
1318992 1318902 9 99 gi 


1000320 10017 
ammaproteobacteria; Thiotrichales; Pis 
222904 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 


n ASRB2 16S ribosomal RNA, partial seq 
Deltaproteobacter 


n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 


7241 16S ribosomal RNA, partial sequen 


265678377 


ciricketts 
265678360 
uence 

ia; Syntro 


265678358 
nce 10291 
hales; Pis 
228717037 
ce 11834 
Ruminococc 
228715349 


ref |NR_028679.1 
iaceae; Thiomicr 
ref|NR_028662.1 

1026088 102759 
phobacterales; S 


ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027521.1 


Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Anaerotruncus 
truncus colihominis DSM 
ncus. 

Staphylococcus 


’ 


coagulans strain GA 211 16S ribosomal 


RNA, 
Staphylococcus schleiferi subsp. coagulans Bacteria; 


part 


Firmicutes; 


1317758 1319249 
Bacillales; Staphylococcus. 


ial sequence 


1320534 1320444 9 99 gi 
ealyticus Bacteria; Firmicutes; Bacill 
1322076 1321986 9 99 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 


1348136 1348046 9 99 gi 


Bacteria; Proteobacteria; 
eae; Syntrophobacter. 

1354089 1354031 26 84 gi 
rain PAl 5 16S ribosomal RNA, partial 


1379838 1379748 9 
mal RNA, partial sequence 


99 gi 


1503850 1503760 9 98 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


222904 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


222904 Bacteria_16S 


strain R-13291 16 
Proteobacteria; 


strain R-10289 16 
Proteobacteria; 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


222904 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


222904 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


222904 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


222904 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


222904 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


222904 Bacteria_16S 


strain LBB1 16S r 


G 
222904 Bacteria_16S 


G 
222904 Bacteria_16S 


1570167 1570077 9 98 gi 
n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1653935 1653849 9 95 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1655482 1655396 9 95 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1850506 1850420 9 95 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2012110 2012024 9 95 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
2094266 2094180 9 95 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


gi 


2153333 2153243 9 99 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


2159329 2159239 9 99 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


2314317 2314227 9 99 gi 
in T8 16S ribosomal RNA, partial seque 
tes; Bacillales; Salinicoccus. 
2341433 2341343 9 99 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


222904 Bacteria_16S 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


2355043 2354953 9 99 gi 


acteria; Deltaproteobacteria; 


s strain MAW 8436 16S ribosomal RNA, p 


in MPOB 16S ribosomal RNA, partial seq 
Deltaproteo 


1378686 1380064 Ocean 


16S ribosomal RNA, partial sequence 1502684 15041 


1652728 16542 


1654275 16557 


2010901 20124 


2340265 23417 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
228720860 
uence 

bacteria; 


228720330 
sequence 
teobacteri 


228717469 


hodobacter 
219846475 


biaceae; R 
219878173 
ce 15690 
les; Phyll 
219878439 


anthomonad 
219878438 


anthomonad 
219878302 
equence 

ia; Xantho: 


219878188 


nctomyceta 
219878126 
sequence 

teria; Xan 


219857633 
equence 
ria; Rhodo 


ref 

uenc 
hylo 
ref 
quen 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
lococcus. 
ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


NR_027591.1 
1352934 135441 
Rhodospirilla 


ref 
ibul 
acea 

ref 


NR_027563.1 
bus indolife 
e; Oceanibul 
NR_026067.1 


hizobium/Agrobac 
ref|NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025578.1 


acea 
ref 


e; Thermomon 
NR_025577.1 


aceae; Thermomon 
ref|NR_025441.1 

1849299 185079 
monadales; Xanth 


ref |NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_025265.1 
2093069 209454 
thomonadales; Xa 
ref|NR_025222.1 
152193 215360 
bacterales; Rhod 


ND 


219857629 
partial s 
obacteria; 


219857520 
nce 23131 


219857501 


hodobacter 


ref 
eque 
Rho 


NR_025218.1 
nce 215819 
dobacterales 


ref |NR_025108.1 
25 2314583 Salini 
ref|NR_025089.1 


aceae; Rhodobaca 


219857491 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Syntrophobacter 
7 Syntrophobacter 
les; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 

bus. 

Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Defluvibacter 

ibacter lusatiensis 
efluvibacter. 
Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 

Thermomonas 
8 Thermomonas 
omonadaceae; 


Planctomyces maris 


maris Bacteria; 


es. 
Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


’ 


Salinicoccus 
coccus alkaliphilus 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


ref|NR_025079.1 


Syntrophaceae 


Desulfomonile 


2353808 2355330 Desulfomonile limimaris 
Syntrophobacterales; 


Desulfomonile. 


’ 


222904 Bacteria_ 
aerophilum strain 


Bacteria; 


16S 2469145 2469067 9 87 gi 


AL3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotricha 


219857404 
24679 


les; 


ref|NR_024992.1 


Thioalkalimicrobium 


28 2469361 Thioalkalimicrobium aerophilum 
Piscirickettsiaceae; 


Thioalkalimicrobium. 


222904 Bacteria_16S 2473637 2473559 9 87 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

222904 Bacteria_16S 2534006 2533940 1 67 gi|219857355|ref|NR_024943.1| Peredibacter starrii 


strain A3.12 16S 
Proteobacteria; 


ribosomal RNA, partial sequence 


2532800 25342 


Bacteriovorac 


56 Peredibacter starrii Bacteria; 
Peredibacter. 


thyasirae strain 


Deltaproteobacteria; Bdellovibrionales; 
222904 Bacteria_ 


16S 2648443 2648365 9 87 gi 


219857226 
DSM 5322 16S ribosomal RNA, partial sequence 


aceae; 
ref |NR_024854.1 
2647248 264867 


Thiomicrospira 
1 Thiomicrospira 


thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 
222904 Bacteria_16S 2909975 2909885 9 99 gi|219856850|ref|NR_024669.1| Staphylococcus 


pasteuri strain ATCC51129 16S ribosomal RNA, partial se 
pasteuri Bacteria; 
222904 Bacteria_ 
lugdunensis strain ATCC 4 
lugdunensis Bacteria; 
222904 Bacteria_ 
strain ATCC 43959 


Bacteria; 


delphini Bacteria; 
222904 Bacteria_ 
strain ATCC 35538 


Firmicutes; 
222904 Bacteria_ 
delphini strain ATCC 4917 


Bacillales; Staphylococcus. 


16S ribosomal RNA, partial sequence 


quence 


2914 


2908741 291023 


9 


4 Staphylococcus 


Firmicutes; Bacillales; Staphylococcus. 
16S 2911519 2911429 9 99 gi|219856849|ref|NR_024668.1| Staphylococcus 
3809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
Firmicutes; Bacillales; Staphylococcus. 
16S 2913061 2912971 9 99 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 


16S 2914605 2914515 9 99 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
1 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
Firmicutes; Bacillales; Staphylococcus. 
16S 2916148 2916058 9 99 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 


14 2916405 Staphylococcus caprae 


Bacteria; Firmicutes; Bacillales; Staphylococcus. 

222904 Bacteria_16S 2946354 2946280 26 99 gi|219856826|ref|NR_024645.1]| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

222904 Bacteria_16S 3028246 3028156 9 99 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 

222904 Bacteria_16S 3106773 3106683 9 98 gi| 219846851 |ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 


Proteobacteria; Alphaproteobacteria; 
222904 Bacteria_ 
strain N2 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
222904 Bacteria_ 
pontiacus ChLG-10 16S ribosomal 
Proteobacteria; 
222904 Bacteria_ 
strain Ekho Lake- 
Proteobacteria; Alphaproteobacteria; 
222904 Bacteria_16S 


Bacteria; 


strain YH-15 16S 
Firmicutes; 


Proteobacteria; 


222904 Bacteria_16S 
strain Z-7692 16S 


Spirochaetes; 


222904 Bacteria_16S 
strain Z-7591 16S 


Spirochaetes; 


222904 Bacteria_16S 
strain DSM 6836 1 


Lactobacillales; 
222904 Bacteria_16S 
strain L2 16S ribosomal RNA, partial sequence 


Rhizobiales; 
3108249 3108159 9 99 
RNA, complete sequence 


16S gi 


Phyllob 


acteriaceae; 
219846 
3107102 31085 


850 


Aquamicrobi 


ref |NR_026442.1 


um. 
Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


Rhodobacterales; Rhodobacteraceae; Rhodovulum. 
16S 3144310 3144220 9 99 gi|219846826|ref|NR_026418.1| Sulfitobacter 
RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 
16S 3164101 3164011 9 99 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 


Rhodobacterales; 
3165665 3165575 9 99 gi 
ribosomal RNA, partial sequence 
Lactobacillaceae; 

3268554 3268477 9 87 


Lactobac 
gi 


Rho 


lus. 


6S ribosomal RNA, partial sequence 3445905 34473 


dobacteraceae; 
219846 
3164429 31659 
il 
219846742 
3267345 32688 


812 


Roseovari 
ref |NR_026404.1 
45 Lactobacillus 


ref|NR_026334.1 


us. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Legionella lytica 


25 Legionella lytica Bacteria; 


Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
3315765 3315707 26 84 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetales; Spirochaetaceae; Spirochaeta. 
3318809 3318751 26 84 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetales; Spirochaetaceae; Spirochaeta. 
3447078 3446996 26 108 gi|219846612|ref|NR_026204.1| Clostridium viride 


86 Clostridium viride Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 3521603 3521513 9 99 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

222904 Bacteria_16S 3655566 3655476 9 99 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

222904 Bacteria_16S 3666370 3666284 9 95 gi| 219846461 |ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 


222904 Bacteria_16S 
strain E-37 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
222904 Bacteria_16S 


norvegica strain 
Bacteria; 


pelophila strain 
Bacteria; 


strain AW 25 16S 
Firmicutes; 


Paracoccus. 


222904 Bacteria_16S 
strain 25-4 16S r 
G 
222904 Bacteria_16S 


Proteobacteria; 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


222904 Bacteria_16S 


strain KMM 3554 1 


strain ATCC 29799 
Bacteria; 


Firmicutes; 


Firmicutes; Bacil 


222904 Bacteria_16S 
multivorans strai 
Firmicu 
222904 Bacteria_16S 


Bacteria; 


gastricus strain 


gastricus Bacteri 
222904 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


222904 Bacteria_16S 


oligofermentans s 
oligofermentans B 


222904 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


222904 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


222904 Bacteria_16S 


coryniformis subs 


Proteob 
Thermodesulforhab 
222904 Bacteria_16S 


Proteob 
222904 Bacteria_16S 


Bacil 
222904 Bacteria_16S 
thiocyanatus stra 
thiocyanatus Bact 


Bactero 
222904 Bacteria_16S 
strain L532 16S r 
Lacto 
222904 Bacteria_16S 
strain SL-4 16S r 


3717544 3717454 9 99 
ibosomal RNA, partial sequence 


gi 


3777251 3777161 9 99 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 

3839323 3839245 9 87 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3845442 3845352 9 99 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

3936902 3936812 9 99 gi 
in THI 011 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


4000281 4000195 9 95 
ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
4167318 4167228 9 99 gi 
KMM 3584 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


gi 


4168800 4168710 9 99 gi 


4193318 4193236 26 108 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
17703 17630 26 99 
ibosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
101063 100990 26 99 
ibosomal RNA, complete sequence 
lales; Bacillaceae; Halobacillus. 
396255 396182 26 99 gi 
n 28-1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Tenuibac 
413345 413272 26 99 gi 
Kx156A7 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactob 
424100 424027 26 99 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
456599 456526 26 99 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 
473261 473188 26 99 gi 
ribosomal RNA, partial sequence 


Ba 
gi 


Lactobac 
gi 


16478 


99832 


219846425 


3716418 37177 
dobacter 


ho 
219846379 
nce 37759 
ob 


219846336 

38381 

hales; 
219846332 


3844228 38456 


219846268 
sequence 
ria; 


219846225 


3999120 40005 
thomonad 


an 
219846102 
quence 

; Rhodobac 


, 


219846101 


6S ribosomal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
222904 Bacteria_16S 


ho 
219846080 
41921 


265679052 
18031 
illus. 
265678996 
10139 


265678791 
ence 39505 
illus. 
265678779 
quence 


265678772 


422881 42442 


265678747 
equence 
Streptococ 
265678736 


472041 47353 


bacillales; Weissella. 
497806 497733 26 99 gi|265678720|ref|NR_029025.1 
M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus 
508646 508573 26 99 gi|265678713|ref|NR_029018.1 
p. torquens strain 30 16S ribosomal RNA, complete sequence 


acterale 


Pis 


Rhodo 


dobacter 


cteroidace 


acillaceae 


ref |NR_026016.1 
aceae; Sagittul 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref |NR_025922.1 


ref|NR_025858.1 

3935756 393713 
bacterales; Rhod 
ref|NR_025815.1 


acea 
ref 


e; Silanimon 
NR_025692.1 
166170 416759 
terales; Rhodoba 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides. 
ref |NR_029360.1 

Lactobacillus 


ref|NR_029304.1 


ref|NR_029096.1 
0 396528 Tenuib 


ref |NR_029084.1 

412124 413673 
; Lactobacillus. 
ref |NR_029077.1 


ref|NR_029052.1 

455417 456926 
caceae; Streptoc 
ref|NR_029041.1 


Sagittula stellata 


90 Sagittula stellata Bacteria; 
a. 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Staphylococcus warneri 


, 


97 Staphylococcus warneri Bacteria; 


Paracoccus 
9 Paracoccus 
obacteraceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Sulfitobacter 

8 Sulfitobacter 

cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 
Bacteroides capillosus 
oides capillosus 


Lactobacillus perolens 
perolens Bacteria; 


Halobacillus litoralis 


0 Halobacillus litoralis Bacteria; 


Tenuibacillus 
acillus multivorans 


Lactobacillus 
Lactobacillus 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Streptococcus 
Streptococcus 
occus. 

Weissella koreensis 


7 Weissella koreensis Bacteria; 


Streptococcus 
Streptococcus 
Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


222904 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


222904 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


222904 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


222904 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


222904 Bacteria_16S 


Lactobacillus. 

513150 513077 26 99 gi 
CCUG 47156 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 
514589 514516 26 99 gi 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
551322 551249 26 99 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
611747 611674 26 99 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 


265678710 
sequence 
ococcaceae 
265678709 


513446 51481 


illus. 
265678685 
quence 
ctobacilla 
265678644 
equence 
acillaceae 


719252 719179 26 99 gi 


265678569 


ref|NR_029015.1 

11957 513395 
; Streptococcus. 
ref|NR_029014.1 


3 Lactobacillus 


uo 


ref|NR_028990.1 
550095 551652 
ceae; Lactobacil 
ref |NR_028949.1 
610536 612079 
; Lactobacillus 


Streptococcus 
Streptococcus 


Lactobacillus rossiae 
rossiae Bacteria; 


Lactobacillus 
Lactobacillus 
lus. 
Lactobacillus 
Lactobacillus 


ref |NR_028873.1 


Virgibacillus 


marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


222904 Bacteria_ 
strain HKU4 16S ribosomal RNA, partial sequence 
Lactobacillales; 
222904 Bacteria_ 
naphthalenovorans 
naphthalenovorans 
222904 Bacteria_ 


Firmicutes; 


ingluviei strain 
Bacteria; 


222904 Bacteria_ 
intermedius strain 1877 16S ribosomal RNA, partial sequence 91544 
Firmicutes; 


Bacteria; 


222904 Bacteria_ 
strain SK3 16S ribosomal RNA, 
Lactobacillales; 

222904 Bacteria_ 
pneumoniae strain 
pneumoniae Bacteria; 
222904 Bacteria_ 
strain NS51 16S ribosomal RNA, 
Lactobacillales; 
222904 Bacteria_ 


Firmicutes; 


Firmicutes; 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 105808 


Rhodopseudomonas. 
222904 Bacteria_ 
1139 16S ribosomal RNA, 
Bacil 


16S 1057774 1057685 9 97 gi| 265678339 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhiz 
16S 1087748 1087675 26 99 gi| 265678318 


Bacillales; 


222904 Bacteria_ 


strain I-273 16S 
Firmicutes; 


Firmicutes; 


pseudopneumoniae 
pseudopneumoniae 


222904 Bacteria_ 
ATCC 49176 strain 
ATCC 49176 Bacteria; 
222904 Bacteria_ 
ruminatorum strain CECT 5772 16S ribosomal RNA, 
ruminatorum Bacteria; 


subsp. 
equi subsp. 


222904 Bacteria_ 
karajensis strain 


Bacteria; 


222904 Bacteria_ 
strain ATCC 19645 


Firmicutes; 


strain DSM 10404 
Bacteria; 


222904 Bacteria_16S 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, parti 
sulfidifaciens Bacteria; 
222904 Bacteria_16S 


Firmicutes; 


Lactobacillales; 
222904 Bacteria_ 
strain Kx146A4 16 
Lactobacillales; 
222904 Bacteria_ 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 
gallinaceus Bacteria; 
222904 Bacteria_ 


Lactobacillales; 
222904 Bacteria_16S 


16S 776404 776331 26 99 gi 
Streptococcaceae; 


16S 797827 797754 26 99 


gi 
Bacteria; Firmicutes; Bacillales; 
16S 808642 808569 26 99 gi 
KR3 16S ribosomal RNA, partial sequence 
Lactobacillales; Lactobacillaceae; 
16S 916663 916590 26 99 gi 
Lactobacillales; Streptococcaceae; 
1021202 1021129 26 99 gi 
complete sequence 
Streptococcaceae; 
16S 1022755 1022682 26 99 
ATCC 33400 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
1024326 1024253 26 99 
complete sequence 
Streptococcaceae; 


16S 


gi 


16S gi 


complete sequence 
laceae; Bacillus. 

16S 1118066 1117993 26 99 
ribosomal RNA, partial sequence 
Streptococcaceae; 
1124180 1124107 26 99 
S ribosomal RNA, partial sequence 
Lactobacillaceae; 
1225364 1225291 26 99 


gi 


16S gi 


16S gi 
Firmicutes; Lactobacillales; 
16S 1411211 1411138 26 99 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
16S 1511476 1511407 26 95 gi 
GIFU 12707 16S ribosomal RNA, complete 
Firmicutes; 
16S 1610006 1609933 26 99 gi 
Firmicutes; 


16S 1702922 1702849 26 99 gi 
Bacillales; Bacillaceae; Halobaci 
1745573 1745500 26 99 gi 
16S ribosomal RNA, partial sequence 

Streptococcaceae; 


1824521 1824448 26 99 


16S 


gi 


Lactobacillales; Aerococ 


pa 
Lactobacill 


MA-2 16S ribosomal RNA, partial sequenc 
Firmicutes; 12 
219878377 
17443 
Streptococ 


219878320 


Streptococcus; 
265678364 

1019984 10214 
Streptococcus. 
265678363 
complete sequence 
Streptococcaceae; 
265678362 
1023111 10246 
Streptococcus. 


ales; 


e 
us. 


cus. 


265678529 
775183 77669 
Streptococcus. 
265678514 
strain PR-Nl 16S ribosomal RNA, partial sequence 796606 79815 
Paenibacillaceae; 
265678507 
80741 
Lactobacillus. 
265678434 


1086532 1088056 Bacillus 


265678297 
1116890 11182 
Streptococcus. 
224581425 
1122944 11244 
Lactobacillus. 
219878314 


Streptococcaceae; 
224581432 
sequence 

Streptoco 
219846273 
sequence 
caceae; 
219878470 
rtial se 
st 
219878406 
17017 


Bacillales; 


16S ribosomal RNA, complete sequence 
Firmicutes; 


Bacillaceae; 


18233 
Halobacillus. 


1854910 1854841 26 95 gi 


Firmicutes; 
1891710 1891637 26 


99 gi 


Lactobacillales; Aer 


219878298 
al seque 
ococcace 
219878270 


strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 18919 


Firmicutes; 


Bacillales; 


Bacillaceae; Bacillus. 


222904 Bacteria_16S 1893231 1893158 26 99 gi| 219878269 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial seque 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Ba 
222904 Bacteria_16S 1903824 1903763 26 87 gi| 219878261 


CIP 106764 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
222904 Bacteria_16S 


Firmicutes; 


Facklamia. 


1918718 1918645 26 99 gi 


1902626 19040 


219878249 


strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 19190 


Firmicutes; 


strain TMW 1.666 
Bacteria; 


Lactobacillales; 
222904 Bacteria_16S 


Firmicutes; 


Lactobacillaceae; 
1944637 1944564 26 99 gi 
16S ribosomal RNA, complete sequence 

Lactobacillales; Lactobacillaceae; 


Pediococcu 


Ss. 


Streptococcus sinensis 
sinensis Bacteria; 


ref |NR_028833.1 
4 Streptococcus 


ref|NR_028817.1| Paenibacillus 

6 Paenibacillus 
Paenibacillus. 

ref|NR_028810.1| Lactobacillus 


2 808917 Lactobacillus ingluviei 


ref|NR_028736.1] Streptococcus 

5 916988 Streptococcus intermedius 
Streptococcus anginosus group. 
ref|NR_028666.1| Streptococcus gordonii 
95 Streptococcus gordonii Bacteria; 


ref|NR_028665.1] Streptococcus 
1021546 1023060 Streptococcus 
Streptococcus. 
ref |NR_028664.1 
30 Streptococcus 


Streptococcus mitis 
mitis Bacteria; 
ref|NR_028641.1| Rhodopseudomonas 
7 Rhodopseudomonas 
obiales; Bradyrhizobiaceae; 
ref|NR_028620.1| Bacillus akibai strain 


akibai Bacteria; Firmicutes; 


ref |NR_028598.1 
82 Streptococcus 


Streptococcus pyogenes 
pyogenes Bacteria; 


Lactobacillus antri 
antri Bacteria; 


ref |NR_027206.1 
63 Lactobacillus 


ref|NR_025453.1] Streptococcus 
1224170 1225671 Streptococcus 
Streptococcus. 
ref|NR_027214.1] Streptococcus 
1410019 1411486 Streptococcus 
ccaceae; Streptococcus. 
ref|NR_025863.1| Abiotrophia defectiva 
1510256 1511666 Abiotrophia defectiva 
Abiotrophia. 
ref|NR_025609.1 
quence 160886 
reptococcaceae; Streptococcus. 
ref|NR_025545.1| Halobacillus 
02 1703230 Halobacillus karajensis 


Streptococcus equi 
3 1610272 Streptococcus 


ref|NR_025516.1| Streptococcus ratti 
69 1745812 Streptococcus ratti Bacteria; 


ref|NR_025459.1| Halobacillus trueperi 
01 1824836 Halobacillus trueperi 
ref|NR_025437.1| Globicatella 

nce 1853726 1855215 Globicatella 
ae; Globicatella. 

ref|NR_025409.1| Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


ref|NR_025408.1]| Bacillus 

nce 1892040 1893527 Bacillus 
cillus. 

ref|NR_025400.1| Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


219878232 


ref|NR_025371.1| Lactobacillus frumenti 


1943398 1944958 Lactobacillus frumenti 
Lactobacillus. 


222904 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


222904 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


222904 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; 


222904 Bacteria_16S 2124642 2124569 26 99 gi|219857652|ref|NR_025241.1 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 21249 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 2126198 2126125 26 99 gi|219857651|ref|NR_025240.1 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 21265 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 2191304 2191231 26 99 gi| 219857605 |ref|NR_025193.1 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

222904 Bacteria_16S 2259559 2259486 26 99 gi|219857560|ref|NR_025148.1 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Strept 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

222904 Bacteria_16S 2345997 2345924 26 99 gi| 219857497 |ref|NR_025085.1 


granivorans strai 
Firmicu 
222904 Bacteria_16S 


Bacteria; 


didelphis strain 
didelphis Bacteri 


222904 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


222904 Bacteria_16S 


strain CCUG 43179 
Bacteria; 


orisratti strain 


orisratti Bacteri 
222904 Bacteria_16S 
parasanguinis str 
parasanguinis ATC 
222904 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


222904 Bacteria_16S 
manihotivorans st 
manihotivorans Ba 
222904 Bacteria_16S 
juripiscarius str 


juripiscarius Bac 


222904 Bacteria_16S 


straminisolvens s 
straminisolvens B 


222904 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


222904 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


222904 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


222904 Bacteria_16S 


halophilum strain 
halophilum Bacter 


222904 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 
na 


phaeum strain PB 
Firmicutes; Clost 


222904 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


222904 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


ria; 
Cystobacter. 


bosomal 
ridia; 


2118933 21204 


54 Halobacillus 


1987418 1987333 9 94 gi|219878204|ref|NR_025343.1| Cystobacter 
n Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
2109448 2109375 26 99 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 
2120145 2120072 26 99 gi|219857655|ref|NR_025244.1| Halobacillus salinus 


ribosomal RNA, 


partial sequence 


Bacil 


Firmicu 
222904 Bacteria_16S 


lales; Bacillaceae; Halobacillus. 


n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2417574 2417501 26 99 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2426783 2426710 26 99 gi 
ribosomal RNA, partial sequence 
lales; Planococcaceae; 
2466004 2465931 26 
16S ribosomal RNA, 
tes; Lactobacillales; Lactobacillaceae 
2496108 2496035 26 99 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2664735 2664662 26 99 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2666297 2666224 26 99 gi 
ATCC 10556 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 
2673838 2673765 26 99 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2679911 2679838 26 99 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2682983 2682910 26 99 gi 
train CSK1 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
2732585 2732512 26 99 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 

2756202 2756129 26 99 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2789552 2789479 26 99 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2878011 2877938 26 99 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2884246 2884173 26 99 gi 


Viridibacillus. 
99 gi 
complete sequence 


Thermoa 
gi 


ridia; Thermoanaerobacterales; 
2925306 2925233 26 99 
ribosomal RNA, partial sequence 


bacillales; Streptococcaceae; Streptoc 


nc 
ni 


oc 


’ 


oc 


ia 
il 


se 
oc 


e 
ac 


se 
ce 


se 


ri 


Ca 


ne 
er 


ce 
ni 


qu 
e; 


2962881 2962808 26 99 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 


gi 


e 23447 


219857448 
sequence 


219857441 


2425586 24269 


219857406 
24647 
Lactobac 
219857386 
sequence 


219857214 


lales; §S 
219857213 
quence 


219857207 


tobacill 
219857203 
quence 

ae; 
219857201 
quence 

diales; 

219857166 
sequence 
rnobacte 
219857149 
e 27549 
ales; Th 
219857124 
27883 


219856873 
ence 
Salimic 
219856869 


erobacte 
219856840 


2924131 29254 
oc 


cus. 
219856815 


bacillus 


occaceae 


occaceae 


1 sequen 


occaceae 


sequence 


Lent 


bacillus. 


86 2346268 Paenib 
ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref |NR_025029.1 


ref |NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024974.1 
2494920 249625 
; Streptococcus. 
ref |NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 
2665089 266654 
; Streptococcus. 
ref |NR_024835.1 
2672606 267416 
aceae; Lactobaci 
ref |NR_024831.1 
2678696 268021 
ibacillus. 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref|NR_024794.1 
2731401 273285 
riaceae; Marinil 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024752.1 
65 2789727 Paenib 


ref |NR_024692.1 

2876799 287831 
robium. 
ref |NR_024688.1 


raceae; Thermace 
ref |NR_024659.1 
69 Streptococcus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Amphibacillus 
acillus fermentum 


Streptococcus iniae 
ococcus iniae Bacteria; 


Paenibacillus 
acillus granivorans 


Streptococcus 
5 Streptococcus 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Lactobacillus mucosae 
acillus mucosae 


Streptococcus 
6 Streptococcus 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Lactobacillus 
4 Lactobacillus 
llus. 

Lentibacillus 
9 Lentibacillus 


Clostridium 

8 Clostridium 
Clostridium. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Paenibacillus 
acillus koleovorans 


Salimicrobium 
5 Salimicrobium 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Streptococcus peroris 
peroris Bacteria; 


ref|NR_024634.1 


Streptococcus porcinus 


2961676 2963171 Streptococcus porcinus Bacteria; 
Streptococcus. 


Facklamia 
3 Facklamia 


Eremococcus coleocola 
occus coleocola 


Streptococcus ovis 
ovis Bacteria; 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Streptococcus 
ococcus thoraltensis 


Lactobacillus panis 
panis Bacteria; 
Lactobacillus oris 
oris Bacteria; 
Salimicrobium album 
album Bacteria; 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Pontibacillus 
0 Pontibacillus 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Streptococcus minor 
minor Bacteria; 


Halobacillus locisalis 


locisalis Bacteria; 


Paenibacillus 
0 Paenibacillus 


Lentibacillus 
acillus salicampi 


Bacillus macyae strain 
ria; Firmicutes; 


Streptococcus 
4 Streptococcus 
cus. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 


222904 Bacteria_16S 3048097 3048036 26 87 gi|219846890|ref|NR_026482.1 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 304840 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
222904 Bacteria_16S 3049638 3049569 26 95 gi| 219846889 |ref|NR_026481.1 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremoc 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

222904 Bacteria_16S 3064855 3064782 26 99 gi| 219846879 |ref|NR_026471.1 
strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

222904 Bacteria_16S 3091768 3091707 26 87 gi|219846861|ref|NR_026453.1 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

222904 Bacteria_16S 3100799 3100730 26 95 gi|219846855|ref|NR_026447.1 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bact 
Lactobacillales; Aerococcaceae; Facklamia. 

222904 Bacteria_16S 3217267 3217194 26 99 gi|219846776|ref|NR_026368.1 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Strept 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

222904 Bacteria_16S 3305260 3305187 26 99 gi|219846718|ref|NR_026310.1 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

222904 Bacteria_16S 3306800 3306727 26 99 gi| 219846717 |ref|NR_026309.1 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

222904 Bacteria_16S 3363155 3363082 26 99 gi|219846675|ref|NR_026267.1 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

222904 Bacteria_16S 3539908 3539835 26 99 gi|219846550|ref|NR_026142.1 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 35402 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 3579510 3579419 9 99 gi| 219846523 |ref|NR_026115.1 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 357978 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizo 
222904 Bacteria_16S 3851376 3851303 26 99 gi|219846328|ref|NR_025918.1 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 385021 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Rumino 
Ruminococcaceae. 

222904 Bacteria_16S 3852888 3852815 26 99 gi| 219846327 |ref|NR_025917.1 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 385319 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 
222904 Bacteria_16S 4004786 4004713 26 99 gi|219846222|ref|NR_025812.1 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 400502 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

222904 Bacteria_16S 4102983 4102910 26 99 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 4118070 4117997 26 99 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

222904 Bacteria_16S 4133356 4133283 26 99 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

222904 Bacteria_16S 4199245 4199172 26 99 gi|219846076|ref|NR_025666.1 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 419951 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
222904 Bacteria_16S 4209803 4209730 26 99 gi|219846069|ref|NR_025659.1 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

222904 Bacteria_16S 4222093 4222020 26 99 gi|219846060|ref|NR_025650.1 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 
Bacillales; Bacillaceae; Anaerobacillus. 

222904 Bacteria_16S 4243118 4243045 26 99 gi|219846040|ref|NR_025630.1 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 424342 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococ 
222904 Bacteria_16S 253944 253872 9 81 gi| 265678893 |ref|NR_029201.1 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Amaricoccus. 

222904 Bacteria_16S 258427 258355 27 99 gi|265678890|ref|NR_029198.1 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 25873 

Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella 
222904 Bacteria_16S 332869 332797 27 99 gi|265678839|ref|NR_029144.1 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 


Moorella 
333194 Moorella 


thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 


222904 Bacteria_ 
strain 3-p 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
222904 Bacteria_ 
34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
222904 Bacteria_ 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
222904 Bacteria_ 
moraviensis strai 
Firmicu 


Bacteria; 


222904 Bacteria_ 
subsp. pomaceae s 
subsp. pomaceae B 


Zymomonas. 


222904 Bacteria_ 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 
222904 Bacteria_ 


strain AMX51 16S 


222904 Bacteria_ 
peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 
222904 Bacteria_ 
strain Y 16S ribo 
Alphaproteobacter 


16S 743709 743633 9 84 


bosomal RNA, partial sequence 


gi 


16S 825364 825296 28 95 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


16S 826866 826798 28 95 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
16S 833106 833032 26 99 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
16S 834598 834542 28 84 gi 
train Barker I 16S ribosomal RNA, part 


742578 74395 


824212 825662 Bosea 


825713 827158 Bosea 


265678551 


Rhodospiri 
265678496 


sea. 
265678495 


ref|NR_028855.1| Rhodocista pekingensis 
0 Rhodocista pekingensis Bacteria; 
llaceae; Rhodocista. 

ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref 
ene 


NR_028798.1 
ae Bacteria 


’ 


sea. 

265678491|ref|NR_028794.1| Enterococcus 

nce 831886 833394 Enterococcus moraviensis 
Enterococcus. 

265678490|ref|NR_028793.1| Zymomonas mobilis 
ial sequence 833445 834896 Zymomonas mobilis 


acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

16S 836100 836044 28 84 gi|265678489|ref|NR_028792.1| Zymomonas mobilis 

rain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 

bilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 

7 Zymomonas. 

16S 843623 843555 28 95 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 

ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

16S 1006052 1005969 9 93 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 

ain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 

teria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

16S 1084655 1084583 9 81 gi|265678320|ref|NR_028622.1| Sphingobium amiense 

somal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 

ia; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

16S 1245138 1245050 9 97 gi|219857537|ref|NR_025125.1| Desulfitobacterium 


222904 Bacteria_ 
metallireducens s 
metallireducens B 
222904 Bacteria_ 
RW1 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
222904 Bacteria_ 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


222904 Bacteria_ 
strain S-3 16S ri 
Proteobacteria; Alphaproteobacteria; 
222904 Bacteria_ 
auripigmenti stra 
auripigmenti Bact 
222904 Bacteria_ 


strain 63287 16S 


strain NCTC 3438 
Bacteria; 


222904 Bacteria_ 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Spiroch 
222904 Bacteria_ 
strain MK (Kaplan 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


Bacteria; 


fever group. 


222904 Bacteria_ 
acidaminovorans s 
acidaminovorans B 
222904 Bacteria_ 
aurantiaca strain 
Gemmat i: 
222904 Bacteria_ 


Bacteria; 


strain TH-23 16S 
Firmicutes; 


Proteob 


Bacillales; 


train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
16S 1400752 1400680 9 81 gi 
RNA, partial sequence 
Sphingomonadales; 

16S 1408183 1408111 9 81 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 
16S 1414244 1414172 9 81 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 

16S 1693621 1693533 9 97 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
16S 2300595 2300527 28 95 gi 
ribosomal RNA, partial sequence 


16S 2449370 2449298 26 98 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 

16S 3825829 3825750 9 88 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
16S 16180 16105 9 84 gi 


aetes; Spirochaetales; Leptospiraceae; 
16S 317423 317356 17 84 gi 
) 16S ribosomal RNA, partial sequence 


16S 483881 483810 26 97 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 
16S 1399250 1399183 28 95 gi 


T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
16S 1420315 1420256 26 85 gi 


1399580 1401060 Sphin 


1413085 14145 


2299447 23008 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
222904 Bacteria_ 
olivapovliticus s 
olivapovliticus B 
222904 Bacteria_ 


1 sequence 
ridiales; 
228715353 


Sphingomon 
219846657 
artial seq 
acteria; S 


224581449 


Sphingomon 
219878412 
equence 

iales; Pep 
219857530 


rhizobiace 
219857420 
ial sequen 
Carnobacte 
219846346 

38245 
llales; Pa 
265679053 
al sequenc 
Leptospir 
265678849 

31628 
kettsiacea 


265678729 
sequence 
ynergistal 
228715357 
nce 13980 
nadaceae; 


1243915 12454 
Peptococcaceae; 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref |NR_026249.1 
uence 140703 


phingomonadales; 


28 Desulfitobacterium 
Desulfitobacterium. 
Sphingomonas wittichii 
i RW1 Bacteria; 

monas. 

Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


ref |NR_027233.1| Sphingobium cloacae 
01 Sphingobium cloacae Bacteria; 
adaceae; Sphingobium. 
ref|NR_025551.1| Desulfosporosinus 
1692386 1693917 Desulfosporosinus 
tococcaceae; Desulfosporosinus. 
ref|NR_025118.1| Bosea massiliensis 
77 Bosea massiliensis Bacteria; 


224581445 


ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 


ae; Bosea. 

ref|NR_025008.1| Alkalibacterium 

ce 2448175 2449681 Alkalibacterium 

riaceae; Alkalibacterium. 

ref|NR_025937.1| Avibacterium volantium 

98 3826078 Avibacterium volantium 

steurellaceae; Avibacterium. 

ref|NR_029361.1| Leptospira interrogans 

e 15032 16427 Leptospira interrogans 

a. 

ref|NR_029154.1| Rickettsia akari 

2 317695 Rickettsia akari Bacteria; 

e; Rickettsieae; Rickettsia; spotted 

ref |NR_029034.1| Dethiosulfovibrio 
482698 484170 Dethiosulfovibrio 

es; Synergistaceae; Dethiosulfovibrio. 

ref |NR_027529.1| Gemmatimonas 

84 1399529 Gemmatimonas aurantiaca T-27 

Gemmatimonas. 

ref|NR_027227.1| Bacillus infernus 


1419106 1420613 Bacillus infernus Bacteria; 


222904 Bacteria_16S 1431178 1431099 9 88 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 

222904 Bacteria_16S 1652384 1652325 26 85 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 1765269 1765214 44 99 gi|219878361|ref|NR_025500.1| Streptococcus 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

222904 Bacteria_16S 1778735 1778680 44 99 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

222904 Bacteria_16S 1927914 1927835 9 88 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

222904 Bacteria_16S 1962881 1962802 9 88 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

222904 Bacteria_16S 2222918 2222827 9 99 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

222904 Bacteria_16S 2336922 2336832 9 99 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

222904 Bacteria_16S 2351976 2351905 26 97 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

222904 Bacteria_16S 2712789 2712730 26 85 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 2885705 2885634 28 99 gi|219856866|ref|NR_024685.1| Sphingomonas 
oligophenolica 16S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

222904 Bacteria_16S 2991925 2991853 9 83 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

222904 Bacteria_16S 3781771 3781704 17 84 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

222904 Bacteria_16S 3849895 3849828 17 84 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

222904 Bacteria_16S 3939774 3939683 9 99 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

222904 Bacteria_16S 37520 37430 9 99 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

222904 Bacteria_16S 113271 113193 9 87 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

222904 Bacteria_16S 114870 114792 9 87 gi| 265678986 |ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

222904 Bacteria_16S 122594 122504 9 99 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
222904 Bacteria_16S 262801 262743 28 86 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

222904 Bacteria_16S 309908 309826 26 108 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
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222904 Bacteria_16S 1121094 1121004 9 99 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

222904 Bacteria_16S 1220826 1220736 9 99 gi|219878362|ref|NR_025501.1| Allofustis seminis 
strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 

222904 Bacteria_16S 1246633 1246555 11 89 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
222904 Bacteria_16S 1285545 1285455 9 99 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

222904 Bacteria_16S 1287102 1287012 9 99 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

222904 Bacteria_16S 1337350 1337261 9 99 gi| 228721486 |ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

222904 Bacteria_16S 1656991 1656901 9 99 gi| 219878437 |ref|NR_025576.1| Ochrobactrum 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 1655822 1657274 Ochrobactrum 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
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strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
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teria; Firmicutes; 


2964430 2964357 26 


3209700 3209647 28 


3262548 3262495 28 


222904 Bacteria_16S 3312688 3312635 28 81 gi| 219846712 
strain BN6 16S ribosomal RNA, partial sequence 3311548 33129 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
222904 Bacteria_16S 3824298 3824219 9 88 gi| 219846347 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; P 
Haemophilus. 

222904 Bacteria_16S 3861985 3861916 26 95 gi| 219846321 


F275 16S ribosomal RNA, partial sequence 
Lactobacillales; Lactobacillaceae; 


Sphingomonadales; 


99 


rain TH13 16S ribosomal RNA, partial s 
Bacillales; 


85 


ain JCM 11223 16S ribosomal RNA, parti 
Clostridia; 


99 


ribosomal RNA, partial sequence 
Streptococcaceae; 


81 


16S ribosomal RNA, partial sequence 3208570 32100 
Sphingomonadales; 


81 


16S ribosomal RNA, partial sequence 3210062 32115 
Sphingomonadales; 


81 


6S ribosomal RNA, partial sequence 3261418 32628 
Sphingomonadales; 


3860745 3862279 Lactobacillus reuteri Bacteria; 
Lactobacillus. 


Sphingomon 
219857190 
equence 

aceae; Ano 
219857148 
al sequenc 
diales; Cl 


gi 


Bacill 
gi 


Clostri 


gi| 219856814 
2963222 29647 
Streptococcus. 

gi| 219846782 


Sphingomon 
gi| 219846781 
Sphingomon 
gi|219846746 


Sphingomon 


ref |NR_025391.1 
61 1915860 Paenib 
ref |NR_025372.1 
47 Paenibacillus 
ref|NR_025363.1 
adaceae; Sphingo: 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 

ref|NR_025204.1 


ref |NR_025197.1 


adaceae; 
NR_024818.1 


0 


NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_024633.1 
20 Streptococcus 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; 
ref |NR_026304.1 


adaceae; 
ref |NR_025938.1 

3823071 382454 
asteurellales; P 


ref 


Paenibacillus 
acillus azoreducens 


Paenibacillus cookii 
cookii Bacteria; 


Sphingomonas pituitosa 


16 Sphingomonas pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Carnobacterium 
acterium viridans 


Lactobacillus 
0 Lactobacillus 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Lactobacillus kimchii 
kimchii Bacteria; 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Sphingomonas koreensis 


koreensis Bacteria; 
Sphingomonas. 


Sphingomonas aquatilis 


aquatilis Bacteria; 
Sphingomonas. 


Anoxybacillus 
1 Anoxybacillus 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Streptococcus canis 
canis Bacteria; 


Sphingomonas mali 


mali Bacteria; 
Sphingomonas. 


Sphingomonas pruni 


pruni Bacteria; 
Sphingomonas. 


Sphingomonas trueperi 


trueperi Bacteria; 
Sphingomonas. 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 
Sphingobium. 


Haemophilus 


7 Haemophilus 
asteurellaceae; 


Lactobacillus reuteri 


NR_025911.1 


Firmicutes; 


222904 Bacteria_16S 


strain IAM 13153 


222904 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


222904 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


222904 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


222904 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


222904 Bacteria_16S 


strain DO 14784 1 


Proteobacteria; G 


222904 Bacteria_16S 


ATCC 35469 16S ri 


Bacteria; Proteob 


222904 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


222904 Bacteria_16S 


strain s840-96-2 


Firmicutes; Clost 


3976735 3976678 28 85 gi|219846241|ref|NR_025831.1 
16S ribosomal RNA, complete sequence 3975607 3977021 Mycopl 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 
3994308 3994235 26 99 gi|219846229|ref|NR_025819.1 
ribosomal RNA, partial sequence 3993148 39945 
lales; Bacillaceae; Geobacillus. 
201761 201701 35 95 gi| 265678929 |ref|NR_029237.1 
osomal RNA, partial sequence 200572 20203 
ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; H 
663319 663259 28 88 gi| 265678607 |ref|NR_028912.1 
ribosomal RNA, partial sequence 662137 663647 Enterobacter 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
990703 990643 28 88 gi|265678384|ref|NR_028686.1 
ibosomal RNA, partial sequence 989496 99101 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citro 
992274 992214 28 88 gi| 265678383 |ref|NR_028685.1 
6S ribosomal RNA, partial sequence 991068 99256 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citro 
1119512 1119452 28 88 gi|228716249|ref|NR_027549.1 
bosomal RNA, partial sequence 1118333 11198 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
1391708 1391636 9 81 gi|228716336|ref|NR_027550.1 
503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvul 
; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvular 
1418806 1418746 35 95 gi| 224581446 |ref|NR_027228.1 
16S ribosomal RNA, partial sequence 1417633 14190 
ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; H 
1467610 1467554 28 84 gi| 224581408 |ref|NR_027189.1 


222904 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


222904 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


222904 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


222904 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


222904 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


222904 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


222904 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


222904 Bacteria_16S 


strain B9 16S rib 
Proteobacteria; A 


222904 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


222904 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


222904 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; G 


222904 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


222904 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


222904 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


222904 Bacteria_16S 


ibosomal RNA, partial sequence 
rochaetales; 
1667756 1667696 28 88 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1672361 1672301 28 88 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2637607 2637547 28 88 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3271640 3271580 28 88 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3273178 3273118 28 88 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3831887 3831805 26 108 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3899015 3898951 35 99 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3966475 3966419 28 84 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


4235632 4235572 28 88 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
4246137 4246077 28 88 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
583071 583004 28 95 gi 
ibosomal RNA, partial sequence 


gi 


677093 677026 32 99 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
716086 715995 9 99 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 
879749 879678 28 99 gi 


gi 


1466484 14678 
Spirochaetaceae; Treponema. 


219878430 

16665 
Enterobac 

219878427 


1671187 16725 


Enterobac 
219857233 
26364 

Enterobac 
219846740 
32704 

Enterobac 
219846739 
32719 

Enterobac 

219846341 
ence 38307 
coccaceae; 

219846296 


3897893 38992 


hodobacter 
219846248 
sequence 
a; Sphingo: 


219846045 


4234473 42358 


Enterobac 
219722938 


4244934 42463 


Enterobac 
265678664 


581868 58337 


265678598 


675861 67745 


ae; Anaero 
265678571 


714920 71638 


obacteriac 
265678459 


ref 


teri 
ref 


teri 
ref 


teri 
ref 


teri 
ref 


teri 


ref 


ref 


acea 
ref 


mona 


ref 


teri 
ref 


teri 


ref 


ref 


bacu 
ref 


eae; 


70 1668063 Esche 


48 Enterobacter 


13 2637923 Citro 


47 3271933 Shige 


84 3273471 Shige 


35 3832122 Rumin 


Ruminococcus. 


3965346 39667 


NR_025569.1 
r 
aceae; Esche 
NR_025566.1 


aceae; Enter 
NR_024861.1 
b 
aceae; Citro 
NR_026332.1 
As 
aceae; Shige 
NR_026331.1 
1 
aceae; Shige 
NR_025931.1 
° 


NR_025886.1 
e; Ahrensia. 
NR_025838.1 
8 
n 


dales; Sphi 


NR_025635.1 


aceae; Klebs 
NR_024570.1 


aceae; Esche 
NR_028969.1 


NR_028903.1 


6 Anaerobaculum 


lum. 
NR_028876.1 


Aminobacter 


ref 


Mycoplana bullata 
ana bullata Bacteria; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Parvularcula 

arcula bermudensis 

culaceae; Parvularcula. 
Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Ruminococcus 
coccus flavefaciens 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 


Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Anaerobaculum mobile 
mobile Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


NR_028762.1 


marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcaceae; Pr 


222904 Bacteria_16S 1130125 1130058 17 84 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

222904 Bacteria_16S 1172538 1172467 26 97 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 

222904 Bacteria_16S 1239094 1239003 9 99 gi| 219878163 |ref|NR_025302.1]| Aminobacter 
niigataensis strain DSM7050 16S ribosomal RNA, partial sequence 1237929 1239394 Aminobacter 
niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
222904 Bacteria_16S 1240610 1240519 9 99 gi| 219878162 |ref|NR_025301.1| Aminobacter 
aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 1239445 1240914 Aminobacter 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
222904 Bacteria_16S 1742473 1742394 9 88 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

222904 Bacteria_16S 1984253 1984194 9 68 gi|219878206|ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

222904 Bacteria_16S 1985837 1985778 9 68 gi|219878205|ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

222904 Bacteria_16S 2025432 2025345 9 95 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

222904 Bacteria_16S 2176092 2176025 28 95 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

222904 Bacteria_16S 2714246 2714183 9 72 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

222904 Bacteria_16S 2731075 2731012 9 72 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

222904 Bacteria_16S 3057257 3057178 9 88 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

222904 Bacteria_16S 3085853 3085794 9 68 gi|219846865|ref|NR_026457.1| Paracoccus 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

222904 Bacteria_16S 3087298 3087239 9 68 gi|219846864|ref|NR_026456.1| Paracoccus 
denitrificans strain 381 16S ribosomal RNA, partial sequence 3086162 3087556 Paracoccus 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

222904 Bacteria_16S 3109714 3109655 9 68 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 
strain N1 16S ribosomal RNA, complete sequence 3108566 3109980 Rhodovulum iodosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

222904 Bacteria_16S 3229384 3229309 9 84 gi|219846768|ref|NR_026360.1| Anaerococcus octavius 
strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Anaerococcus. 

222904 Bacteria_16S 3594897 3594810 9 96 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 3680051 3679984 17 84 gi|219846451|ref|NR_026042.1| Rickettsia 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 3680323 Rickettsia 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

222904 Bacteria_16S 3846915 3846848 17 84 gi|219846331|ref|NR_025921.1]| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

222904 Bacteria_16S 3848405 3848338 17 84 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 


strain ATCC VR-611 16S 


ochlorococcus. 


ribosomal RNA, partial sequence 


3847238 3848677 Rickettsia montanensis 


Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


spotted fever group. 


222904 Bacteria_16S 


strain DM-82 16S 


3938336 3938277 9 68 
ribosomal RNA, partial sequence 


gi 
393 


219846267 
7190 39385 


ref|NR_025857.1| Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

222904 Bacteria_16S 1187 1109 11 89 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence L 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

222904 Bacteria_16S 2726 2648 11 89 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

222904 Bacteria_16S 72368 72290 11 89 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

222904 Bacteria_16S 73932 73854 11 89 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

222904 Bacteria_16S 78312 78254 9 67 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

222904 Bacteria_16S 96490 96400 9 99 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

222904 Bacteria_16S 146786 146697 9 99 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

222904 Bacteria_16S 152830 152740 9 99 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 155950 155860 9 99 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 265871 265793 11 89 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
222904 Bacteria_16S 438120 438042 11 89 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

222904 Bacteria_16S 450356 450278 11 89 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

222904 Bacteria_16S 461045 460967 11 89 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

222904 Bacteria_16S 507097 507019 11 89 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

222904 Bacteria_16S 523802 523724 11 89 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

222904 Bacteria_16S 695251 695173 9 87 gi|265678586|ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

222904 Bacteria_16S 714556 714478 11 89 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 


Bacteria; Actinob 
Mycobacterium. 


222904 Bacteria_16S 


strain YIM90005 1 
Actinobacteria; A 


acteria; Actinobacteridae; Actinomycet 


774801 774723 11 89 gi 
6S ribosomal RNA, partial sequence 773 
ctinobacteridae; Actinomycetales; Pseu 


222904 Bacteria_16S 


784123 784033 9 99 gi 


ales; 


donocardin 


Cory 


265678530 
630 77513 


nebacterineae; Mycobacteriaceae; 
ref|NR_028834.1| Prauserella alba 
2 Prauserella alba Bacteria; 


eae; Pseudonocardiaceae; Prauserella. 


265678523 


satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 


satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


ref|NR_028827.1| Shuttleworthia 
782926 784381 Shuttleworthia 
Shuttleworthia. 


222904 Bacteria_16S 
zijingensis strai 
Bacteria; Actinob 


Pseudonocardia. 


222904 Bacteria_16S 
conservatrix stra 
conservatrix Bacteria; 


Desulforegula. 


222904 Bacteria_16S 


816279 816201 11 


854064 854006 9 
Proteobacteria; 


861818 861740 11 


89 


67 


89 


strain K24 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actin 
222904 Bacteria_16S 


strain AS4.0578 1 


strain NRRL B-161 


Lentzea. 


222904 Bacteria_16S 
aerocolonigenes strain NRRL B-3298 16S 


878316 878238 11 


881323 881245 11 
37 16S ribosomal RNA, 


913526 913448 11 


aerocolonigenes Bacteria; Actinobacteria; 


Actinosynnemataceae; 
222904 Bacteria_16S 


pretiosum subsp. 


Lechevalieria. 
915084 915006 11 


omycetales; 


89 


omycetales; 


89 


89 


Actinobacteridae; 


89 


gi 


n 6330 16S ribosomal RNA, partial sequence 81510 
acteria; Actinobacteridae; Actinomycetales; 


gi 


in Mb1Pa 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 
86 


Pseudonocardineae; 


gi 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actin 
222904 Bacteria_16S 


Pseudonocardineae; 


gi 


partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


ribosomal RNA, p 


gi 


pretiosum strain C-15003 16S ribosomal 


265678502 


265678460 


265678458 
88012 


265678436 


265678435 
RNA, part 


artial sequenc 
Actinomyc 


ref 


ref 


ref 


ref 


ref 
ial 


9 881579 Lentz 
Pseudonocardineae; 


NR_028805.1 


NR_028763.1 


NR_028760.1 


NR_028738.1 
e 912332 
etales; 


NR_028737.1 
sequence 


Pseudonocardia 


9 816530 Pseudonocardia zijingensis 


Pseudonocardineae; Pseudonocardiaceae; 
265678477 | ref |NR_028780.1| Desulforegula 
852834 854357 Desulforegula 
Desulfobacterales; Desulfobacteraceae; 
265678471|ref|NR_028774.1]| Amycolatopsis sacchari 
0647 862130 Amycolatopsis sacchari Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Lentzea californiensis 


ea californiensis 
Actinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 


Pseudonocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


222904 Bacteria_16S 


strain LSv21 16S 
Proteobacteria; 


oceanense strain 
Bacteria; 


strain FC 097-2 1 
Tenericutes; Moll 


strain TO-931 16S 
Firmicutes; Clost 


222904 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


222904 Bacteria_16S 
ribosomal RNA, partial sequence 


strain AM1114 16S 
Firmicutes; Clost 


222904 Bacteria_16S 
n SYR1 16S ribosomal RNA, partial sequence 12363 
Clostridiales; 


paucivorans strai 
Bacteria; Firmicu 


222904 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


222904 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


222904 Bacteria_16S 


strain LM 036 16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


222904 Bacteria_16S 


strain NRRL B-162 
Actinobacteria; A 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


D 


Proteob 
222904 Bacteria_16S 


922923 922865 9 


924494 924436 9 


985982 985888 1 
6S ribosomal RNA, 


ridia; Clostridiales; 


1237588 1237498 9 
tes; Clostridia; 
1384311 1384221 9 
tes; Clostridia; 
1417280 1417202 11 


1440425 1440347 11 


1537057 1536979 11 
NRRL B-16134 16S ribo 
ia; 
ae; Saccharothrix. 

1540181 1540103 11 
38 16S ribosomal RNA, 


1541730 1541652 11 


ae; Actinokineospora. 


222904 Bacteria_16S 


1543290 1543212 11 


67 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
222904 Bacteria_16S 


67 


95 


99 


99 


ribosomal RNA, partial sequence 
Clostridiales; 


89 


89 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actin 
222904 Bacteria_16S 


omycetales; 


89 


89 


89 


89 


Pseudonocardineae; Actinosynnemataceae; 


gi 
92 


gi 


ASv26 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


gi 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
222904 Bacteria_16S 


1101289 1101199 9 99 gi| 265678309 
ribosomal RNA, partial sequence 1100149 11015 
ridia; Clostridiales; Clostridiaceae; Clostridiu 
1127115 1127025 9 99 gi| 253680772 

16S ribosomal RNA, partial sequence 11259 
acteria; Deltaproteobacteria; Syntrophobacterale 
1223855 1223781 26 99 gi| 219878346 


1222664 12241 
Clostridiaceae; 


gi 


Lachno 


gi 


1383100 13845 
Lachno 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


1439230 14407 
Pseudonocardin 


gi 


somal RNA, partial 
Actinobacteria; Actinobacteridae; 


gi 


partial sequence 
ctinobacteridae; Actinomycetales; 
222904 Bacteria_16S 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


Actinosy 
265678430 
1679 92319 
Desulfoba 
265678429 
92324 


265678387 


Caminicell 
219878251 


spiraceae; 
228716944 


spiraceae; 

224581447 

14160 
Pseu 


224581428 


219857378 
sequenc 
Actinomyce 


219857376 
15389 


219857375 
ial sequen 
Actinomyc 


ref 


cter 
ref 


Des 


ref 


ref 


m. 
ref 


s; S 


ref 


Be 
ref 


Par 
ref 


Ros 
ref 


dono 


ref 


eae; 
ref 


tale 


ref 


ref 


etal 


219857374 


nnema 


8 Desulfofrigus 


9 924771 Desul 


5 Acholeplasma 


86 1127376 Syntro 


92 1237878 Parasp 


93 1417582 Saccha 


e 1535864 15373 


86 1540484 Cross 
Pseudonocardineae; 


ce 1540535 15420 


NR_028732.1 


aceae; Desul 
NR_028731.1 
£ 
ulfobacterac 
NR_028689.1 


eplasma. 
NR_028611.1 


NR_028020.1 
yntrophobact 


NR_025485.1 


NR_025390.1 


asporobacter 
NR_027557.1 


eburia. 
NR_027229.1 


cardineae; P 


NR_027210.1 


Actinosynne 
NR_024966.1 
7 
s; Pseudonoc 
NR_024964.1 
i 
Pseudonocar 
NR_024963.1 
4 


es; Pseudono 


ref 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Acholeplasma vituli 


vituli Bacteria; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Saccharothrix 

5 Saccharothrix 
ardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 
cardineae; 


NR_024962.1 


Actinokineospora 


diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 


diospyrosa Bacter 
Actinosynnematace 


ia; 


ae; Actinokineospora. 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


222904 Bacteria_16S 1564144 1564066 11 89 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
222904 Bacteria_16S 1574706 1574628 11 89 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 
222904 Bacteria_16S 1576232 1576154 11 89 gi| 219856867 |ref|NR_024686.1| Lentzea waywayandensis 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 


222904 Bacteria_16S 1661626 1661552 26 99 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

222904 Bacteria_16S 1663153 1663075 11 89 gi|219878433|ref|NR_025572.1| Kibdelosporangium 


philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
222904 Bacteria_16S 1664693 1664615 11 89 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
222904 Bacteria_16S 1666217 1666139 11 89 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 


222904 Bacteria_16S 1670854 1670764 9 99 gi| 219878428 |ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 1673786 1673708 11 89 gi| 219878426 |ref|NR_025565.1]| Amycolatopsis 


vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
222904 Bacteria_16S 1675309 1675231 11 89 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
222904 Bacteria_16S 1676808 1676730 11 89 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 

Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
222904 Bacteria_16S 1678325 1678247 11 89 gi|219878423|ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
222904 Bacteria_16S 1679846 1679768 11 89 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
222904 Bacteria_16S 1816831 1816753 11 89 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
222904 Bacteria_16S 1887116 1887038 11 89 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 
222904 Bacteria_16S 1924810 1924732 11 89 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
222904 Bacteria_16S 1926371 1926293 11 89 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
222904 Bacteria_16S 1950799 1950721 11 89 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
222904 Bacteria_16S 2139794 2139716 11 89 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


222904 Bacteria_16S 
chloroethenivoran 


2166965 2166887 11 89 gi 
s strain SL-1 16S ribosomal RNA, parti 
chloroethenivorans Bacteria; Actinobacteria; Actinobact 
Pseudonocardiaceae; Pseudonocardia. 

222904 Bacteria_16S 2290196 2290106 9 
strain LRC 5382 1 
Clost 


219857624 
al 
er 
99 


gi| 219857539 


sequenc 
idae; Ac 


6S ribosomal RNA, partial sequence 2288984 22904 


ref|NR_025213.1 
e 2165786 21672 
tinomycetales; 


ref|NR_025127.1 


2 
P 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Firmicutes; ridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

222904 Bacteria_16S 2342949 2342871 11 89 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
222904 Bacteria_16S 2610005 2609927 11 89 gi| 219857259 |ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

222904 Bacteria_16S 2611578 2611500 11 89 gi|219857258|ref|NR_024889.1| Prauserella rugosa 


strain DSM 43194 16S ribosomal RNA, par 


tial sequence 2610373 26118 


91 Prauserella rugosa Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
222904 Bacteria_16S 2613105 2613027 11 89 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
222904 Bacteria_16S 2667754 2667676 11 89 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

222904 Bacteria_16S 2760732 2760654 11 89 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

222904 Bacteria_16S 2795385 2795295 9 99 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

222904 Bacteria_16S 2926685 2926599 9 95 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

222904 Bacteria_16S 2940231 2940153 11 89 gi|219856830|ref|NR_024649.1| Lentzea albida strain 


IFO 16102 16S ribosomal RNA, partial sequence 2939058 29405 


28 Lentzea albida Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
222904 Bacteria_16S 3013135 3013061 13 87 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 

222904 Bacteria_16S 3058778 3058720 28 86 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

222904 Bacteria_16S 3088800 3088710 9 99 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 
222904 Bacteria_16S 3141269 3141183 9 95 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

222904 Bacteria_16S 3299083 3298993 9 99 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

222904 Bacteria_16S 3302123 3302033 9 99 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 

222904 Bacteria_16S 3527665 3527575 9 99 gi|219846558|/ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 3601095 3601017 9 87 gi| 219846506 |ref|NR_026098.1| Dolosigranulum pigrum 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 

222904 Bacteria_16S 3722132 3722054 11 89 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

222904 Bacteria_16S 4027426 4027368 9 67 gi|219846205|ref|NR_025795.1| Desulfatibacillum 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 


4026183 402770 


6 Desulfatibacillum 


alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfatibacillum. 


222904 Bacteria_16S 4095625 4095567 9 67 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

222904 Bacteria_16S 4165875 4165817 9 67 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

222904 Bacteria_16S 4184170 4184080 9 99 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
222904 Bacteria_16S 4211333 4211255 11 89 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

222904 Bacteria_16S 102629 102556 26 99 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

222904 Bacteria_16S 220394 220321 26 99 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

222904 Bacteria_16S 320324 320255 26 95 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

222904 Bacteria_16S 321907 321834 26 99 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 479271 479194 11 88 gi| 265678732 |ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

222904 Bacteria_16S 540530 540449 26 107 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

222904 Bacteria_16S 777927 777850 11 88 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

222904 Bacteria_16S 790173 790096 11 88 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

222904 Bacteria_16S 799389 799328 26 87 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

222904 Bacteria_16S 840664 840591 26 99 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

222904 Bacteria_16S 918236 918159 11 88 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

222904 Bacteria_16S 919801 919724 11 88 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

222904 Bacteria_16S 1007552 1007479 26 99 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
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Desulfobacter. 

222904 Bacteria_16S 297802 297726 11 87 gi| 265678862 |ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
222904 Bacteria_16S 334412 334336 11 87 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

222904 Bacteria_16S 480820 480744 11 87 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

222904 Bacteria_16S 531413 531337 11 87 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

222904 Bacteria_16S 539052 538976 11 87 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

222904 Bacteria_16S 581526 581450 11 87 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

222904 Bacteria_16S 618002 617926 11 87 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

222904 Bacteria_16S 625410 625334 11 87 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
222904 Bacteria_16S 693754 693694 9 69 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
strain IS1B 16S ribosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
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222904 Bacteria_16S 779496 779456 27 67 gi| 265678526 |ref|NR_028830.1 
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montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 
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Actinomyceta 


219857647 
sequence 
inomycet 
219857646 
sequence 


inomycet 


219857645 


219857644 


XI. 


78390|ref|NR_025529.1 


ales; 


78389 |ref|NR_025528.1 


13 Mycobacterium 


ref |NR_025249.1 
2111381 2112761 Mycoba 
Corynebacterineae; 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237.1 
e 2129523 213098 
les; Coryneb 


compl 


ref |NR_025236.1 
131039 213248 


ales; Corynebact 


is} 


ref |NR_025235.1 
2132540 213398 
ales; Corynebac 


ref|NR_025234.1 
2134040 2135523 Mycoba 
Corynebacterineae; M 


ref 


Incertae Sedis; 


1725987 172747 


Mycobacterium kubicae 


18 1251238 Mycobacterium kubicae 
Corynebacterineae; Mycobacteriaceae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Mycobacterium avium 
6 Mycobacterium avium 


Corynebacterineae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Helcococcus sueciensis 

occus sueciensis 

Helcococcus. 
Mycobacterium 

1 Mycobacterium 


Corynebacterineae; 


Mycobacterium pulveris 
pulveris Bacteria; 


omycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
87 gi|219878388|ref|NR_025527.1| Mycobacterium agri 
tial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
omycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
87 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
mal RNA, partial sequence 1730570 1732062 Mycobacterium 
Actinomycetales; Corynebacterineae; 
87 gi|219878172|ref|NR_025311.1| Mycobacterium 
sequence 2033216 2034702 Mycobacterium 
inobacteridae; Actinomycetales; Corynebacterineae; 
87 gi|219878157|ref|NR_025296.1| Mycobacterium 
sequence 2051875 2053391 Mycobacterium 
tinobacteridae; Actinomycetales; Corynebacterineae; 
87 gi|219878129|ref|NR_025268.1| Mycobacterium 
omal RNA, partial sequence 2089993 2091437 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
cterium pinnipedii 


Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


NR_025233.1 


Mycobacterium brumae 


2135574 2137022 Mycobacterium brumae Bacteria; 


222904 Bacteria_ 


strain MUP 1182 1 


222904 Bacteria_ 


strain ATCC 927 1 


222904 Bacteria_ 


strain NRCM 00-25 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


222904 Bacteria_ 


strain Pl 16S rib 
D 


Proteobacteria; 
222904 Bacteria_ 


strandjordii stra 
strandjordii Bact 


Tsukamurellaceae; 
222904 Bacteria_ 


strain FI-13295 1 


222904 Bacteria_ 


meridiei strain S 
Firmicu 


Bacteria; 
222904 Bacteria_ 
strain FI-25796 1 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
222904 Bacteria_16S 
nitrophenolicus s 
nitrophenolicus B 


Nocardioidaceae; 


222904 Bacteria_16S 


strain K97-0003 1 


strain JCM 9312 1 


Catenuloplanes. 


222904 Bacteria_16S 
multipotens strai 
Proteob 
222904 Bacteria_16S 
propionica strain 
Proteob 
222904 Bacteria_16S 
gifhornensis strain HR1-2 16S ribosomal RNA, partial se 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Verrucosispora. 

222904 Bacteria_16S 


Bacteria; 


Bacteria; 


halotolerans DSM 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
222904 Bacteria_16S 


strain DSM 44183 


Actinobacteria; Actinobacteridae; Actin 
222904 Bacteria_16S 
parafortuitum str 


parafortuitum Bac 
Mycobacteriaceae; 


222904 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


222904 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


222904 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


222904 Bacteria_16S 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 


16S 2148784 2148708 11 
6S ribosomal RNA, 


87 gi 


16S 2165424 2165348 11 87 gi 


16S 2218462 2218386 11 87 gi 


5 16S ribosomal RNA, partial sequence 


16S 2268932 2268892 27 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
16S 2306715 2306639 11 87 gi 
in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

16S 2327989 2327913 11 


67 gi 


, 


87 gi 


16S 2548605 2548518 9 97 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 


16S 2594689 2594613 11 87 gi 


2640693 2640617 11 87 gi 
16S ribosomal RNA, partial sequence 


2657366 2657290 13 89 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2724930 2724854 13 


1 


89 gi 


2830073 2829997 13 89 gi 


3079682 3079622 9 69 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081258 3081198 9 69 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3103758 3103682 13 89 gi 


el 


el 


’ 


3112704 3112664 27 67 gi 
11383 16S ribosomal RNA, partial sequenc 
ac 
3337019 3336943 11 87 gi 
16S ribosomal RNA, par 
omycetales; Cory 
3338528 3338452 11 87 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 
3340040 3339964 11 
train ATCC 33464 16S r 
acteria; Actinobacteri 
Mycobacterium. 
3492912 3492836 11 87 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3588755 3588695 9 69 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3608689 3608613 11 87 gi 


al 
e; 


87 gi 
ibosomal RNA, pa 
a; Actinobacteri 


re 
da 


se 


nc 
el 


219857636 
complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
219857625 
6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


219857587 


ne 
219857554 
2267708 22692 
D 
219857525 
compl 


219857511 
6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


219857345 


oc 
219857272 
6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
222904 Bacteria_16S 


ne 
219857231 


ne 
219857219 


da 


219857172 
6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 


omonospori 
219856904 
6S ribosomal RNA, partial sequence 2828900 28303 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


219846869 
en 


219846868 
ce 


219846853 
qu 


219846847 


219846694 
tial sequence 3335845 33373 
ne 
219846693 


219846692 


219846581 


id 


219846517 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacter 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacter 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025142.1 


bacterin 


bacterin 


22172 
bacterin 


cter 

ref 
ence 
ceta 


esulfoba aceae; Desul 
NR_025113.1 
230551 


Coryneb 


ete sequ 
Actinomy les; 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024847.1 

2656189 265766 
omycetales; Prop 


bacterin 


25473 
caceae; 


bacterin 


26395 
bacterin 


sequence 
e; Actin 


ref|NR_024800.1 


; Micromonos 
NR_024725.1 


neae 
ref 


neae; Micromonos 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 


, 
ref 


ce 30784 
lales; D 


30800 
lales; D 
NR_026445.1 
102586 310404 
cetales; Micromo 


Ww 


ence 
Actinomy 


ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026285.1 
sequence 3337354 333881 
Actinomycetales; Coryne 


e 31115 
terales; 


bacterin 


ref 


ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


ial sequ 
e; Actin 


ref|NR_026173.1 
3491744 349320 
nomycetales; Cor 


quence 
ae; Acti 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 


e 35875 
lales; D 


219846500 


i 


i 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 

Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 

Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 

Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Desulfosporosinus 
osporosinus meridiei 
Ss. 

Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 

Nocardioides 
3 Nocardioides 
ionibacterineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Verrucosispora 

7 Verrucosispora 
nosporineae; 


Desulfobacter 

obacter halotolerans 
eae; Desulfobacter. 
Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 

3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Desulfurella 
urella acetivorans 
Desulfurella. 


ref|NR_026092.1 


3607525 360892 


Mycobacterium 
0 Mycobacterium 


hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


222904 Bacteria_16S 3616261 3616185 11 87 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
222904 Bacteria_16S 3617772 3617696 11 87 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

222904 Bacteria_16S 3623401 3623325 11 87 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

222904 Bacteria_16S 3624902 3624826 11 87 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
222904 Bacteria_16S 3626447 3626371 11 87 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

222904 Bacteria_16S 3637192 3637116 11 87 gi| 219846481 |ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

222904 Bacteria_16S 3664785 3664709 11 87 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

222904 Bacteria_16S 4050250 4050174 13 89 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
222904 Bacteria_16S 4063677 4063601 11 87 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

222904 Bacteria_16S 4074284 4074208 11 87 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

222904 Bacteria_16S 4234139 4234063 11 87 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
222904 Bacteria_16S 25452 25393 26 85 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 43462 43399 26 89 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

222904 Bacteria_16S 85748 85685 26 89 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


strain Illinois 1 


strain YIM 31530 


strain CR 16S rib 


Proteobacteria; E 


strain S-606 16S 


Proteobacteria; G 


strain Iso-46 16S 
Proteobacteria; G 


nivimaris strain 
Bacteria; Proteob 


306811 306752 25 


462571 462496 13 


537488 537418 26 


575587 575520 28 


587562 587495 28 


613333 613266 28 


655815 655748 28 


Streptosporangineae; Nocardiopsaceae; 
222904 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
222904 Bacteria_16S 


84 


88 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
222904 Bacteria_16S 


97 


osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
222904 Bacteria_16S 


95 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellace 
222904 Bacteria_16S 


95 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellace 
222904 Bacteria_16S 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
222904 Bacteria_16S 


95 


95 


Nocardiops 
gi| 265678856 
plasmatace 
gi| 265678743 
ionibacter 
gi| 265678694 
536318 53780 
tiliaceae; 
gi| 265678669 
574450 57581 


gi|265678661 
586359 58785 


265678643 
ence 61213 
nadales; M 


gi 


is. 
ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_029048.1 


ineae; Nocardioi 
ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref |NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref |NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 


gi| 265678613 


proteolyticus strain 116 16S ribosomal RNA, partial sequence 


Neorickettsia risticii 
risticii Bacteria; 

a. 

Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Caminibacter profundus 


profundus Bacteria; 


Psychrobacter pulmonis 
pulmonis Bacteria; 
r. 

Psychrobacter faecalis 
faecalis Bacteria; 
ns 
Psychrobacter 
obacter nivimaris 
ychrobacter. 


ref|NR_028918.1 
654656 656081 


Psychrobacter 
Psychrobacter 


proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 

222904 Bacteria_16S 660325 660258 28 
N7 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; 
222904 Bacteria_16S 666465 666406 26 
strain WoG13 16S 
Firmicutes; Clostridia; Clostridiales; 
222904 Bacteria_16S 1013569 1013502 28 
strain GP11 16S ribosomal 
Proteobacteria; Gammaproteobacteria; 
222904 Bacteria_16S 1015065 1014998 28 
199/55 16S ribosomal RNA, 
Gammaproteobacteria; 
222904 Bacteria_16S 
strain Ne 11 16S 
Proteobacteria; Gammaproteobacteria; 
222904 Bacteria_16S 1018058 1017991 28 
L-3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; 
222904 Bacteria_16S 1099811 1099748 26 


Pseudomonadales; 
1016561 1016494 28 


macrocephala strain IFO 16266 16S ribosomal RNA, partia 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
222904 Bacteria_16S 
strain DF-32 16S 


Acrocarpospora. 
1108928 1108865 26 


Microbispora. 


222904 Bacteria_16S 1160378 1160303 9 


acetoxidans DSM 771 16S ribosomal RNA, partial sequence 
Clostridiales; 


DSM 771 Bacteria; Firmicutes; 
222904 Bacteria_16S 1210428 1210369 9 


partial sequence 


Clostridia; 


95 


85 


ribosomal RNA, partial sequence 


95 


RNA, partial sequence 


95 


95 


ribosomal RNA, partial sequence 


95 


89 


89 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


84 


68 


DSM 14365 16S ribosomal RNA, partial sequence 


Bacteria; 
222904 Bacteria_16S 
strain LM 161 16S 


1300558 1300483 13 
ribosomal RNA, 
222904 Bacteria_16S 1405243 1405184 9 
strain SMP-10 16S 


222904 Bacteria_16S 
maritimus strain 
Bacteria; 
222904 Bacteria_16S 


1423411 1423344 28 


1446571 1446504 28 


88 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


68 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nann 


95 


Pi2-20 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Pseudomo 


95 


strain R7 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


222904 Bacteria_16S 1470667 1470600 28 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partia 


pacificensis Bacteria; 
Psychrobacter. 
222904 Bacteria_16S 


Proteobacteria; 


1529497 1529434 26 


strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
222904 Bacteria_16S 
papyrosolvens DSM 
2782 Bacteria; Firmicutes; 
222904 Bacteria_16S 


1577757 1577670 9 


Clostridia; 
1722693 1722626 28 


2782 16S ribosomal RNA, 


95 


89 


96 


95 


strain NF11 16S ribosomal RNA, partial sequence 


222904 Bacteria_16S 1724234 1724167 28 


95 


strain NF23 16S ribosomal RNA, partial sequence 


222904 Bacteria_16S 1740919 1740856 26 


222904 Bacteria_16S 1768214 1768159 44 


saalensis strain ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; Firmicutes; 
Sedimentibacter. 
222904 Bacteria_16S 


Clostridia; 


1826080 1826013 28 


89 


99 


95 


gi| 265678609 
659171 660617 Moraxella 
Moraxellaceae; Moraxella. 

gi| 265678605 
665236 66673 
Syntrophomonadaceae; 


gi| 265678303 
1107766 1109207 Microbispora 
Streptosporangineae; 


gi|228721485 

1159166 1160688 Desulf 
Peptococcaceae; 
gi| 228715350 
1209193 12106 
Proteobacteria; Deltaproteobacteria; Myxococcales; 


gi| 219857434 
1528339 15297 
Streptosporangineae; 


gi| 219846510 
complete sequence 1576577 1578067 Clostr 
Clostridiales; Clostridiaceae; 
gi| 219878393 
1721510 1723000 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
gi| 219878392 
1723051 1724541 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
gi| 219878380 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219878319 
marincola strain KMM 277 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Nannocystineae; 
gi| 219846779 
1299363 13008 
ionibacterineae; 
gi| 219857153 
1404010 14055 


Pseudomonadales; 


Streptosporangineae; 

gi| 219878359 
1767074 1768507 Sedime 
Clostridiales Family 


ref|NR_028914.1 


ref|NR_028910.1 


ref|NR_028671.1 
Moraxella. 


ref |NR_028670.1 


ref|NR_028669.1 
Moraxella. 


ref |NR_028668.1 


ref|NR_028612.1 
1098650 110009 


ref|NR_028605.1 


ref |NR_027608.1 


ref|NR_027522.1 


ref |NR_026371.1 


ref|NR_024781.1 


ref|NR_027225.1 
Moraxellaceae; Ps 
ref|NR_027204.1 


Psychrobacte 
ref|NR_027187.1 

1469465 147099 
Mora 


ref |NR_025022.1 


Thermomon 


ref|NR_026102.1 


Nocardiop 
ref |NR_025498.1 


XI. Incerta 


canis Bacteria; 


ovis Bacteria; 


bovis Bacteria; 


Moraxella canis strain 
Proteobacteria; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 
Pelospora. 
gi| 265678369 
1012401 10138 
Pseudomonadales; Moraxellaceae; 
gi| 265678368 
1013897 1015342 Moraxella 
Moraxellaceae; Moraxella. 

gi| 265678367 
1015393 10168 
Pseudomonadales; Moraxellaceae; 
gi| 265678366 
1016889 1018335 Moraxella 
Moraxellaceae; Moraxella. 

gi| 265678310 
1 sequence 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
Proteobacteria; 


Acrocarpospora 
8 Acrocarpospora 


Streptosporangineae; 


Microbispora corallina 


corallina Bacteria; 
Streptosporangiaceae; 


Desulfotomaculum 
otomaculum acetoxidans 


Desulfotomaculum. 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
Haliangiaceae; 


Haliangium. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 
Nocardioidaceae; 


Kribbella. 
Haliangium tepidum 


17 Haliangium tepidum Bacteria; 
ocystineae; Haliangiaceae; 
gi| 224581443 
ence 1422215 1423690 Psychr 
nadales; 
gi| 224581423 
1445391 1446881 Psychrobacter 
oraxellaceae; 
gi| 224581406 
1 sequence 
Gammaproteobacteria; 


Haliangium. 
Psychrobacter 

obacter maritimus 
ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 

rs, 

Psychrobacter 

0 Psychrobacter 
xellaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Clostridium 
idium papyrosolvens DSM 


Clostridium. 
ref|NR_025532.1| Psychrobacter luti 
luti Bacteria; 
Psychrobacter. 
ref|NR_025531.1| Psychrobacter fozii 
fozii Bacteria; 
Psychrobacter. 
ref|NR_025519.1| Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Sedimentibacter 
ntibacter saalensis 
e Sedis; 


ref|NR_025458.1 
1824887 182631 


Psychrobacter 
4 Psychrobacter 


marincola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


222904 Bacteria_16S 


submarinus strain 
submarinus Bacter 


222904 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


222904 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; G 


222904 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


222904 Bacteria_16S 


schindleri strain 
schindleri Bacter 


222904 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


222904 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


222904 Bacteria_16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


222904 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


222904 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


222904 Bacteria_16S 


strain YIM 90001 


Actinobacteria; Actinoba 
222904 Bacteria_16S 


strain YIM 90003 


Streptomonospora. 


222904 Bacteria_16S 


strain KS9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
222904 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


222904 Bacteria_16S 


strain DM12 16S r 
Proteobacteria; A 


222904 Bacteria_16S 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


222904 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


222904 Bacteria_16S 


1827558 1827491 28 95 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1853352 1853289 26 89 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 
1873216 1873141 9 84 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1877689 1877626 26 89 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 
1888663 1888588 9 84 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1982668 1982609 9 68 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
2056108 2056029 9 88 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 
2100322 2100247 13 
GW-9 1 
acteria 


gi 


v 
88 gi 
6S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


, 


2103445 2103374 28 
6N 16S 
acteria 


99 gi 
ribosomal RNA, partial sequenc 
; Deltaproteobacteria; Desulfov 
2107912 2107845 28 95 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


2150365 2150290 11 
16S rib 


86 gi 


cteridae; Actinomycetales; Pseu 
2157837 2157774 26 89 gi 


Stre 


2253404 2253341 26 89 
bosomal RNA, partial sequence 


gi 


Stre 
2254944 2254873 26 97 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


2335511 2335452 9 68 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
2409776 2409713 26 89 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


2511253 2511190 26 89 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2599284 2599225 26 85 


gi 


219878318 

quence 

a; 
219878299 
sequence 

dae; Actin 


219878286 


1872026 18734 


oraxellace 
219878283 
1 sequence 
; Actinomy 


219878273 
quence 
a; 
219878207 


1981436 19829 


ngiineae; 

219878154 
tial seque 
dae; Actin 


219878122 
nce 20991 
ales; Prop 


219878118 
e 21022 
ibrionales 
219878115 
ete sequen 
eria; Pseu 


219857635 


osomal RNA, partial sequence 2149165 21506 


donocardin 
219857630 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ptosporang 


219857564 


2252243 22536 
osporang 


pt 
219857563 
ence 22537 
idiales Fa 


219857505 


2334350 23357 


hodobacter 
219857454 
nce 24085 
ales; Stre 


219857370 
25100 
Stre 


ales; 


219857269 


strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 25994 


Firmicutes; Clost 


222904 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


222904 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


222904 Bacteria_16S 


strain IM1 16S ri 


ridia; Clostridiales; Peptococcaceae; 
2660410 2660335 13 88 gi 
16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


2661900 2661833 33 99 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2663281 2663215 33 99 gi 
bosomal RNA, partial sequence 


De 
219857217 
26592 
ales; Prop 
219857216 
ence 26607 
les; Hypho 
219857215 


Pseudomonad 


Pseudomonad 


ref|NR_025457.1 
1826365 182779 
ales; Moraxe 
ref|NR_025438.1 
1852181 185367 
omycetales; Stre 


ref |NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref |NR_025422.1 

1876505 187800 
cetales; Strepto 


ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref|NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025293.1 
nce 205497 
omycetales; Stre 


ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 
ref |NR_025224.1 
Pseudonocar 
NR_025219.1 


eae; 
ref 
ineae; Nocardiop 
ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 
ref|NR_025093.1 
aceae; Paracoccu 
ref|NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 


ref|NR_024900.1 
um. 
ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 


Psychrobacter 
2 Psychrobacter 
llaceae; Psychrobacter. 
Thermobifida 
5 Thermobifida 
ptosporangineae; 


Acinetobacter parvus 
parvus Bacteria; 
re 

Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Streptomyces 

0 2056387 Streptomyces 

ptomycineae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 

Alkanindiges 
9 Alkanindiges 
axellaceae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 

Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss 

Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Nocardiopsis trehalosi 
iopsis trehalosi 


Nocardiopsaceae; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
sulfotomacul 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 


ref|NR_024843.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 


Methylopila capsulata 


2662145 2663475 Methylopila capsulata Bacteria; 


222904 Bacteria_16S 


strain JCM 3151 1 


Microbispora. 


222904 Bacteria_16S 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


222904 Bacteria_16S 


2670797 2670734 26 89 gi 


2693326 2693263 26 89 gi 


eae; Planotetraspora. 


2715750 2715683 28 95 gi 


Strept 


219857210 
6S ribosomal RNA, partial sequence 2669632 2671087 Microbispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219857193 
TT 00-51 16S ribosomal RNA, partial sequence 


a; Actinobacteria; Actinobacteridae; Act 


219857178 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 


okhotskensis Bacteria; 


Psychrobacter. 


222904 Bacteria_16S 


Proteobacteria; 


2751669 2751606 26 89 gi 


Gammaproteobacteria; 


219857152 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiac 


222904 Bacteria_16S 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


222904 Bacteria_16S 


strain JCM 9373 1 


Planomonospora. 


222904 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


222904 Bacteria_16S 


strain JCM 3166 1 


Planobispora. 


222904 Bacteria_16S 


parontospora subs 


Actinomycetales; 


222904 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


222904 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


222904 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


222904 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


222904 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


222904 Bacteria_16S 


strain DSM 43311 
Actinobacteria; A 
Microtetraspora. 


222904 Bacteria_16S 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


222904 Bacteria_16S 


strain DSM 43151 


carneum Bacteria; 


Streptosporangiaceae; 


eae; Microtetraspora. 


2753165 2753102 26 89 gi 
a; Actinobacteria; Actinobacteridae; Act 
eae; Planomonospora. 

2754661 2754598 26 


89 gi 


Strept 


2819499 2819436 26 89 gi|2 
ain JCM 3167 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
eae; Planomonospora. 

2820992 2820929 26 


89 gi 


2822486 2822423 26 89 gi 


p. 


Streptosporangineae; 
2941750 2941675 13 88 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2943266 2943191 13 88 gi 
YU655-43 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Virgisporangium. 

3205219 3205144 9 84 
ibosomal RNA, partial sequence 
rochaetales; 


gi 


Spirochaetaceae; Treponema. 
3243075 3243004 28 99 gi 
DSM 2603 16S ribosomal RNA, partial sequ 
a; Proteobacteria; Deltaproteobacteria; 


3247632 3247573 26 85 gi 
in DSM 10349 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostridia 
3252037 3251974 26 89 gi 


Streptosporangineae; Nocardiopsaceae; No 


3334027 3333952 13 88 gi 


3370659 3370596 26 89 gi 
Actinobacteria; Actinobacteridae; Actin 
Streptosporangium. 


222904 Bacteria_16S 


219857151 
JCM 9374 16S ribosomal RNA, partial sequence 


219857150 
6S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 


19856911 
sequence 
Actinomycetales; 


219856910 
6S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
219856909 
antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; 


Streptosporangiaceae; 


Actinomycetales; 


219856828 


ence 


219846785 
3204032 3205474 Treponema amylovorum Bacteria; 


219846759 


ence 


219846756 
sequence 
Peptococcaceae; 
219846753 
16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 


les; 


omonosporineae; 
219846670 


nce 


3437999 3437924 9 84 gi 


219846618 


osporangineae; 


inomycetales; 


Pseudomonadales; 


Actinomycetales; 


inomycetales; 


osporangineae; 


Planomonospora. 
219856829 
n YU438-5 16S ribosomal RNA, partial sequence 


inomycetales; 


Desulfovibrionales; 


omycetales; 


ref Microbispora mesophila 
mesophila Bacteria; 


Streptosporangiaceae; 


NR_024838.1 


NR_024821.1| Planotetraspora 
2692168 2693639 Planotetraspora 
Streptosporangineae; 


ref|NR_024806.1] Psychrobacter 
2714566 2716057 Psychrobacter 
Moraxellaceae; 


ref|NR_024780.1| Microtetraspora 
2750506 2751949 Microtetraspora 
Streptosporangineae; 


ref|NR_024779.1| Planomonospora 
2752000 2753445 Planomonospora 

Streptosporangineae; 

ref alba 


NR_024778.1| Planomonospora 


Streptosporangiaceae; 


ref|NR_024732.1| Planomonospora 
2818334 2819777 Planomonospora 
Streptosporangineae; 
ref Planobispora rosea 
rosea Bacteria; 
Streptosporangiaceae; 


NR_024731.1 


ref|NR_024730.1| Planomonospora 
partial sequence 2821321 2822766 


Actinobacteridae; 


ref|NR_024648.1| Virgisporangium 
2940579 2942047 Virgisporangium 
Micromonosporineae; 


ref|NR_024647.1| Virgisporangium 
2942098 2943563 Virgisporangium 

Micromonosporineae; 

ref 


NR_026377.1| Treponema amylovorum 


ref|NR_026351.1| Desulfovibrio 
3241884 3243393 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_026348.1| Desulfotomaculum 
3246473 3247948 Desulfotomaculum 
Desulfotomaculum. 


ref|NR_026345.1| Microtetraspora glauca 


ctinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
3261075 3261012 26 89 gi| 219846747 |ref|NR_026339.1| Nocardiopsis 
p- albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 
cardiopsis. 
219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 
carneum strain DSM 44125 16S ribosomal RNA, partial seque 


ref |NR_026288.1 
00 Actinoplanes 


Actinoplanes regularis 
regularis Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_026262.1| Streptosporangium 
3369499 3370948 Streptosporangium 
Streptosporangineae; 


ref|NR_026210.1| Acinetobacter 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


222904 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; 


baumannii strain 
baumannii Bacteri 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


222904 Bacteria_16S 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


222904 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


222904 Bacteria_16S 


strain T/457 16S 
Actinobacteria; A 
Microtetraspora. 


222904 Bacteria_16S 


thermocisternum s 
thermocisternum B 


222904 Bacteria_16S 


strain IFO 15474 
Actinobacteria; A 
Herbidospora. 


222904 Bacteria_16S 


strain Karp 16S r 


G 


3441018 3440943 9 84 gi 
6S ribosomal RNA, partial sequence 34 


3444037 3443962 9 
DSM 30007 16S ribosomal RNA, 


84 gi 
complete 


3730994 3730931 26 89 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 
3735378 3735315 26 


89 gi 


eae; Microbispora. 


3741226 3741163 26 89 gi 


3742689 3742626 26 89 
ribosomal RNA, partial sequence 


gi 
37 


ammaproteobacteria; Pseudomonadales; M 
222904 Bacteria_16S 


a; Proteobacteria; Gammaproteobacteria 
222904 Bacteria_16S 


Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


219846616 
39822 344 
oraxella 
219846614 
sequence 
; Pseudo 
219846414 
sequence 
Actinomy 


219846411 
quence 
e; 


219846407 
ce 37400 
ales; 
219846406 
41557 37429 


12 
ce 


mo 


ce 


Actinomycet 


Stre 


ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026005.1 

3729869 373127 
tales; Streptosp 


Acinetobacter junii 
junii Bacteria; 
oe 
Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Actinocorallia 
2 Actinocorallia 
orangineae; 


Microbispora 
5 Microbispora 
osporangineae; 


ref|NR_026002.1 
3734241 373565 
ales; Strept 


rosea 
rosea 


ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


ref|NR_025997.1| Microtetraspora fusca 
69 Microtetraspora fusca Bacteria; 


ctinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 

3765228 3765169 26 85 gi| 219846388 |ref|NR_025979.1| Desulfotomaculum 
train ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

3901957 3901894 26 89 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 

3935409 3935342 17 84 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
ibosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

222904 Bacteria_16S 4022906 4022839 28 95 gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

222904 Bacteria_16S 4051674 4051599 13 88 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

222904 Bacteria_16S 4112062 4111987 13 88 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
222904 Bacteria_16S 11550 11492 9 67 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

222904 Bacteria_16S 13139 13081 9 67 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

222904 Bacteria_16S 14658 14600 28 86 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

222904 Bacteria_16S 91719 91649 26 95 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

222904 Bacteria_16S 232359 232301 9 67 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

222904 Bacteria_16S 244941 244863 9 87 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 


strain LC 1 16S r 
Firmicutes; Clost 


222904 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


222904 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


ibosomal RNA, partial sequence 


222904 Bacteria_16S 
strain JR 16S ribosomal RNA, partial sequence 
Deferribacterales; 


Deferribacteres; 


Deferribacteraceae; 


243690 24511 


5 Megasphaera elsdenii Bacteria; 


Deferriba 


ridia; Clostridiales; Veillonellaceae; Megasphaera. 
408622 408568 45 99 gi| 265678783 |ref|NR_029088.1| Thermovibrio 

in HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 

eria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 
417988 417898 9 99 gi|265678776|ref|NR_029081.1| Tepidibacter 

in DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 

eria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
543607 543549 9 67 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 


542382 543900 Deferribacter abyssi Bacteria; 


cter. 


222904 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


222904 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


222904 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


222904 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


222904 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


222904 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


222904 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


222904 Bacteria_16S 


strain WSU 86/104 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
222904 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


222904 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


222904 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


222904 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


222904 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


222904 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


222904 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


222904 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


222904 Bacteria_16S 


cellulosolvens 6 
Bacteria; Firmicu 


222904 Bacteria_16S 


Och 149 16S ribos 
Proteobacteria; A 


222904 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


222904 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


222904 Bacteria_16S 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 
micutes; 
222904 Bacteria_16S 


WM1 Bacteria; Fir 


strain PC18 16S r 
Firmicutes; Clost 


595128 595030 9 107 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
626975 626917 9 67 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
658848 658758 9 99 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
686012 685954 9 67 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
687577 687519 9 67 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
875355 875293 26 88 gi 
CY-7113 16S ribosomal RNA, partial seq 


al 


ct 


ce 
ac 


ac 
ue 
eae; Streptosporangium. 

932098 932008 9 99 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 


973862 973804 9 67 gi 
4 16S ribosomal RNA, complete sequence 


lo 


1054761 1054703 9 67 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


ue 
te. 


1059356 1059298 9 67 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1169448 1169391 26 84 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1177117 1177027 9 99 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1201269 1201211 9 67 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1270759 1270701 9 67 gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


qu 
le 


ce 
ta 


id 


ce 
es 


se 
ia 


1272217 1272159 9 
1 RNA partial sequence 
ia; Desulfobacterales; 
1280985 1280923 26 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


67 gi 


Desulfobacterac 
88 gi 


ea 


al 


265678656 
1 sequence 
Rumi 
265678634 
625776 62729 


es; 


er. 


265678610 
657665 65912 
Anaerosti 
265678592 


68477 
terales; 


265678591 


68634 
terales; 


265678462 


nce 


a; Actinobacteria; Actinobacteridae; Actinomycet 


265678424 
tial seque 


stridial 


265678395 


97261 


265678341 


nce 
ria; 


265678338 


ence 
S; 


11682 
ceae; Sp 


228718376 
1175949 11773 


iaceae; 


228715386 


12000 
Synerg 


, 


219846400 


quence 
Desulf 


, 


219846399 
1271016 1272493 Desul 


e; Desul 


219846091 
1279854 12812 
Prop 


es; 


1303659 1303569 9 99 gi 
Eubact 


gi 


tes; Clostridia; 
1352658 1352569 9 
omal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1364598 1364508 9 99 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1409729 1409639 9 99 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1491951 1491861 9 99 gi 


Clostridiales; 
99 


er 


ho 


Ru 


foul 


cl 
gi 


Clostridia; Clostridiales; 
1518834 1518744 9 99 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


os 


H 


222904 Bacteria_16S 


strain PC80 16S r 


1520347 1520257 9 99 gi 
ibosomal RNA, partial sequence 


219846514 
16S ribosomal RNA, partial sequence 1302478 13039 


iaceae; 


228720499 
1351515 1352883 Roseo 


dobacter 


228719063 


13634 
minococc 


224581401 
1408524 14099 


ostridiu 


219846902 


14907 
tridiace 


219857618 
1517647 15191 


espellia 


219857617 
1519166 1520614 Hespellia porcina Bacteria; 


Campylo 


Defer 
228719827 


ref|NR_028961.1 

593943 595404 
nococcaceae; Fae 
ref |NR_028939.1 


ref|NR_028915.1 
0 Anaerostipes 
pes. 
ref|NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028765.1 

874217 875635 
ales; Streptospo 


v 


ref 
nce 


NR_028726.1 

930884 
es; Clostridiace 
ref |NR_028697.1 
7 974173 Waddli 


ref|NR_028643.1 
1053566 105500 
bacterales; 


ref |NR_028640.1 
1058138 105957 
ribacteraceae; D 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027573.1 


Clostridium. 

ref |NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref 
fone 
fonema. 
ref |NR_025681.1 
10 Aeromicrobium 


ionibacterineae; 


NR_025990.1 
ma magnum Ba 


ref|NR_026106.1 
cterium. 
NR_027593.1 

er litoralis 
aceae; Roseobact 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_024719.1 


Euba 
ref 
bact 


m. 
ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_025207.1 


Faecalibacterium 

Faecalibacterium 
calibacterium. 

Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Anaerostipes caccae 


caccae Bacteria; 


Desulfobacterium 

obacterium indolicum 

eae; Desulfobacterium. 
Desulfosarcina 

osarcina cetonica 

eae; Desulfosarcina. 
Streptosporangium 
Streptosporangium 

rangineae; 


Clostridium 
932385 Clostridium 
ae; Clostridium. 
Waddlia chondrophila 
a chondrophila Bacteria; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Spirochaeta 
haeta smaragdinae DSM 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Aeromicrobium marinum 
marinum DSM 15272 


Nocardioidaceae; 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Clostridium 
idium saccharolyticum 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


ref |NR_025206.1 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 


Hespellia porcina 


222904 Bacteria_16S 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
222904 Bacteria_16S 
xylanivorans stra 
xylanivorans Bact 
222904 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


222904 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


222904 Bacteria_16S 
norvegicum strain DSM 1741 16S ribosomal RNA, partial s 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteri 


Desulfomicrobium. 


222904 Bacteria_16S 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 18966 
esulfoba 
219878211 


Proteobacteria; D 


222904 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


222904 Bacteria_16S 
macestii strain M 


Bacteria; Proteob 


222904 Bacteria_16S 


micronuciformis s 
micronuciformis B 


222904 Bacteria_16S 


thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 


222904 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


222904 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


222904 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


222904 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


222904 Bacteria_16S 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 25312 


Firmicutes; Clost 


222904 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


222904 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


222904 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


222904 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


222904 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


222904 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


1538620 1538542 11 89 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1734807 1734717 9 99 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1769716 1769647 26 96 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
1832097 1832039 9 67 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1894801 1894743 9 67 gi 


1 


a; 


1896380 1896322 9 67 gi 
eltaproteobacteria; Desulfobacterales; 
1976443 1976385 9 67 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
1977997 1977939 9 67 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
2141274 2141196 9 87 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2236716 2236658 9 67 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


D 


ce 
ac 


rt 
ri 


qu 
er 


2344444 2344382 26 88 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2467597 2467507 9 99 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2505135 2505045 9 99 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2527860 2527802 26 84 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2530929 2530839 9 99 gi 


s 
e; 


gi 


ne 
oc 


ridia; Clostridiales; Clostridiaceae; Cl 
2565404 2565314 9 99 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2573070 2572980 9 99 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2642262 2642204 9 67 gi 


ia 
ra 


1 
os 


eltaproteobacteria; Desulfobacterales; D 
2658877 2658815 26 88 gi 
NRRL B-3381 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Aeromicrobium. 

2669269 2669195 11 85 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 

2938712 2938634 11 89 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 


ue 
in 


2 
1 
7 


222904 Bacteria_16S 


3032833 3032743 9 99 gi 


tol 


ib 


219857377 
sequence 
Actinomyc 


219878385 
ue 
ia 


nce 
les; 


er. 


uence 


219878267 


1975 


1976 


diales; 


219857575 


ence 


ia; Des 


219857498 
equence 
Actinomycet 


219857405 
2466381 24678 
Clostridiu 
219857379 


2503 


spiraceae; 
219857359 


e 2526 
caceae; 


219857357 


ostridi 


219857291 


1 seque 
diales; 


219857286 


sequenc 
tridial 


219857230 
6S ribosomal RNA, partial sequence 2641027 26425 


esulfob 


219857218 


equence 
inomyce 


219857211 


nce 
omyceta 


19856831 


sequenc 


Actinomy 


Lac 
219878358 
1768558 17700 
liaceae; 
219878315 
1830898 18324 
ct 
219878268 
eq 
Desulfo 


terales; 
219878210 


rionales; 
219857641 
ial sequ 


ref|NR_024965. 


etales; 


ref|NR_025524. 
hnos 
ref|NR_025497. 
tilia. 

NR_025454. 


Nau 
ref 


ref|NR_025407. 


vibrionales; 
ref|NR_025406. 
59 Desulfococcu 
cteraceae; 
ref|NR_025350. 
2 
Des 
ref|NR_025349. 
fj 
; De 
ref 
ence 
Veil 
ref 


NR_025230. 


NR_025163. 


ulfovibrionales; 


ref|NR_025086. 


ref |NR_024993. 
m. 
ref 
9 
Spo 
ref 
6 
Desu 
ref 
um. 
ref 
ce 2564201 25657 
Eubacteriaceae; 
ref a 
2571864 25733 
s; C 
ref 
73 Desulfocella 
cteraceae; 
ref 
2657714 26591 
ales 


n 


e 
e 


a 


v 


tc 


ref 
2668117 26695 
les; Pseudonocar 
ref 
2937540 29390 
cetales; Pseudo 


e 


219846901 


ref 


1537426 153893 
Pseudono 


1733638 173507 
piraceae; Ps 


1893578 189509 
Des 


Desu 


15 1976722 Desul 
ulfobactera 


73 1978275 Desul 
sulfomicrob 


21400 
lonellaceae 


2235498 22369 


2343294 23447 
ales; Propi 


NR_024967.1 
25 2505435 Sporo 
robacterium. 
NR_024947.1 
73 2528174 Desul 
1fotomaculu 
NR_024945.1 
15 Clostridium gasigenes Bacteria; 


NR_024922.1 


NR_024917.1 


lostridiace 
NR_024858.1 


Desu 
NR_024846.1 


Propionib 


NR_024839.1 


NR_024650.1 


NR_026493.1 


1| Saccharothrix 
5 Saccharothrix 
cardineae; 

1| Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 


1| Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


1| Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


1| Desulfomicrobium 
4 Desulfomicrobium 


ulfomicrobiaceae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


s 
al 
£ 
c 
f 
i 


9 


v 


vi 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


3 
° 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Sporobacterium 
bacterium olearium 
Desulfotomaculum 
fotomaculum alkaliphilum 
m. 

Clostridium gasigenes 


Eubacterium 

8 Eubacterium 
Eubacterium. 
Clostridium 

7 Clostridium 

e; Clostridium. 
Desulfocella halophila 
halophila Bacteria; 
lfocella. 
Aeromicrobium 

7 Aeromicrobium 
cterineae; 


0 


7 
a 


8 
a 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


8 
d 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


0 
n 


Clostridium indolis 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 


Clostridia; Clost 


ridiales; Clostridiaceae; Clostridium. 


222904 Bacteria_ 


strain M663-98-1 
Firmicutes; 


Desulfurella. 


222904 Bacteria_ 
guttoideum strain 
guttoideum Bacter 
222904 Bacteria_ 


album strain DSM 


Bacteria; Actinob 
Streptosporangium. 
222904 Bacteria_ 
strain DSM 5156 1 
Clost 
222904 Bacteria_ 
strain 743A 16S r 
Clost 
222904 Bacteria_ 
lentocellum strai 
Firmicu 
222904 Bacteria_ 


Firmicutes; 
Firmicutes; 
Bacteria; 
strain 2917B 16S 


Firmicutes; 


Bacteria; 


Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

222904 Bacteria_16S 76826 76761 1 66 gi|265679013|ref|NR_029321.1 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 

thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chl 
222904 Bacteria_16S 81204 81132 26 99 gi|265679010|ref|NR_029318.1 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 

Firmicutes; Bacillales; Listeriaceae; Listeria. 

222904 Bacteria_16S 186425 186356 26 95 gi|265678939|ref|NR_029247.1 


strain 113-1 16S 


Firmicutes; Erysi 
222904 Bacteria_16S 
proteoclasticum s 
proteoclasticum B 
222904 Bacteria_16S 
strain W 1471 16S 
Clost 
222904 Bacteria_16S 


Firmicutes; 


strain MSB-8 16S 
Thermotogae; 


222904 Bacteria_16S 329687 329600 9 96 gi| 265678841 |ref|NR_029146.1 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Sedimentibacter. 

222904 Bacteria_16S 346677 346604 26 99 gi| 265678827 |ref|NR_029132.1 


strain 39 16S rib 


Bacil 
222904 Bacteria_ 
kamchatkensis str 
kamchatkensis Bac 


Bacil 
222904 Bacteria_16S 
strain ATCC 10379 
Firmicu 
222904 Bacteria_16S 
phenolicus strain 
phenolicus Bacter 
222904 Bacteria_16S 
strain P43/6/78 1 


Thermotogales; 


16S 3067794 3067708 9 


lales; Bacillales Family 
16S 3082834 3082776 9 

teria; Proteobacteria; 
16S 3158160 3158070 9 


Firmicutes; 
3372156 3372094 26 


ia; 
16S 


16S 3375181 3375111 26 


ridia; 
16S 


Halanaerobiales; 
3596436 3596346 9 
ridia; 
16S 


Clostridiales; 
3597968 3597878 9 


tes; 
16S 


Clostridia; 
3872672 3872586 9 


lales; Bacillales Family 
3874259 3874173 9 


4078856 4078798 26 

LR7.2 16S ribosomal RNA, 
ia; Firmicutes; 
4188727 4188669 9 
6S ribosomal 


271882 271809 26 

train B316 16S ribosomal 
acteria; Firmicutes; 
282447 282374 26 
ridia; Clostridiales; 
305257 305184 26 
ribosomal RNA, 


Clostridia; 


95 


XI. 
67 


99 


88 


95 


99 


ibosomal RNA, partial sequence 


99 


95 


ribosomal RNA, partial sequence 


XI. 
95 


84 


complete seque 
Clostridia 


67 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


99 
RNA, 


Clostridia; 


99 


ribosomal RNA, partial sequence 


99 


complete sequence 
Thermotogaceae; 


gi 


gi 


ain K-119 16S ribosomal RNA, partial s 
Deltaproteobact 


gi 


DSM 4024 16S ribosomal RNA, partial s 


Clostridia; Clostridia 


gi 


43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


219846877 


16S ribosomal RNA, partial sequence 3066573 30679 
Incertae 


Sedis; 
219846867 

equence 

eria; 


219846817 
equence 

les; 
219846669 
nce 33709 
ales; 


219846667 


6S ribosomal RNA, partial sequence 3374001 33754 
Halobacteroida 


ceae; 
219846511 


3595254 35967 


Clostridiaceae; 


gi 


n RHM5 16S ribosomal RNA, partial sequ 


Clostridiales; Lachno 


gi 


cl 
219846509 
ence 35967 
spiraceae; 
219846314 


3871442 38729 


Incertae 


gi 


16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 


gi 


gi 


Sedis; 
219846313 
38730 
Incertae 
219846167 
nce 
les; 
219846084 


RNA, partial sequence 4187537 41889 


185230 18674 


gi 


complete 
Clost 


gi 


elotrichac 
265678879 
sequence 
ridiales; 
265678872 


281272 28276 


Eubacteriaceae; 


gi 


265678857 


304028 30558 


Thermotoga. 


osomal RNA, partial sequence 


345474 34689 


Desu 


Lachn 


Stre 


Oren 


Pepto 


ref 


ref 


ref 
3 


ref 


ref 


ia. 


ref 


ref 


ref 


ref 


Sedi 
ref 


cocc 
ref 


eae. 
ref 


ref 


ref 


3081609 30831 
lfur 


156952 31584 
ospi 


99 3372445 Strep 
ptos 


93 3598277 Clost 


Cel 


28 3874564 Gemel 


4077655 40791 


270671 2 
Lach 


NR_026469.1 


NR_026459.1 
3 
ellales; Des 
NR_026409.1 
4 
raceae. 


NR_026261.1 


porangineae; 


NR_026259.1 
NR_026103.1 


NR_026101.1 


lulosilytic 
NR_025904.1 


NR_025903.1 
A: 
Ss; Gemella. 
NR_025757.1 
8 
aceae; Crypt 
NR_025674.1 


NR_029185.1 
72189 
nospiraceae; 
NR_029178.1 


NR_029163.1 


t 


r 
u 


2 Brevibacillus 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Desulfotomaculum 
6 Desulfotomaculum 


Streptosporangium 
osporangium album 


Streptosporangiaceae; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 
ostridium. 


Clostridium 
idium lentocellum 
m. 
Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella. 


Gemella haemolysans 
a haemolysans ATCC 10379 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Listeria innocua 


Listeria innocua Bacteria; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Clostridium 
Clostridium 
Butyrivibrio. 
Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 
Eubacterium. 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

222904 Bacteria_16S 348146 348073 26 99 gi|265678826|ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

222904 Bacteria_16S 511606 511533 26 99 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

222904 Bacteria_16S 545104 545027 11 88 gi| 265678689 |ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

222904 Bacteria_16S 549714 549645 26 95 gi| 265678686 |ref|NR_028991.1| Sporomusa aerivorans 


strain TMAO3 16S 
Firmicutes; Clost 


ribosomal RNA, partial sequence 
ridia; 


Clostridiales; Veillonellaceae; 


548509 55004 
Sporomusa 


4 Sporomusa aerivorans Bacteria; 


222904 Bacteria_16S 620923 620882 26 67 gi| 265678638 |ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
222904 Bacteria_16S 643839 643770 26 95 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

222904 Bacteria_16S 664881 664808 26 99 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

222904 Bacteria_16S 849656 849607 28 77 gi|265678480|ref|NR_028783.1| Klebsiella 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 

222904 Bacteria_16S 899653 899581 26 99 gi| 265678445 |ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

222904 Bacteria_16S 964587 964510 11 88 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
strain Y9 16S ribosomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
222904 Bacteria_ 
auratinigra strain TT1-11 16S ribosomal RNA, partial se 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 
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Actinobacteria; Actinobacteridae; Actin 
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222904 Bacteria_ 
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Actinobacteria; Actinobacteridae; Actin 
222904 Bacteria_ 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
222904 Bacteria_16S 1048745 1048672 13 86 gi|265678346|ref|NR_028648.1 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 10490 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 
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222904 Bacteria_ 
endolithica strai 
endolithica Bacte 
Micromonosporacea 
222904 Bacteria_ 


caeruleus subsp. 
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el 
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al 
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Firmicutes; Erysi 
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DSM 4359 16S ribo 
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228720470 
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otrichac 
NR_027530.1 
a neapolitan 
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Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 
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49 Micromonospora eburnea Bacteria; 


poraceae; 
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Actinomycetales; 


222904 Bacteria_ 
matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 
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222904 Bacteria_ 


Micromonosporineae; Micromonosporaceae 
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e; Micromonospora. 

16S 1867128 1867055 13 86 gi 
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16S 2022408 2022367 28 69 gi 


strain ATCC 15257 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 


219857427 
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omonospori 
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6S ribosomal RNA, partial sequence 1882756 18842 
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NR_025015.1 

153135 
ales; Microm 
ref|NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025416.1 


18659 


poromusa 


Micromonospora 
9 1532864 Micromonospora 
onosporineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


219878181 


ref |NR_025320.1 
2021281 2022719 Caulob 


Caulobacter fusiformis 
acter fusiformis 


222904 Bacteria_16S 2060688 2060615 26 99 gi 
strain ATCC 35585 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
222904 Bacteria_16S 2174545 2174468 11 88 gi 
aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rhodococcus. 

222904 Bacteria_16S 2267347 2267274 26 99 
strain SK-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
222904 Bacteria_16S 2312801 2312728 26 99 
subterraneus stra 
Bacteria; Firmicutes; 


gi 


gi 


Bacillales; Bacillaceae; Geobacil 
222904 Bacteria_16S 2326454 2326381 26 99 gi 
stercorarium subsp. leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 
Clostridiaceae; Clostridium. 
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RNA, 
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leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


219878150|ref|NR_025289.1| Eubacterium sulci 
2059520 2060972 Eubacterium sulci Bacteria; 
Eubacterium. 
219857619|ref|NR_025208.1]| Rhodococcus 
sequence 2173451 2174859 Rhodococcus 
e; Actinomycetales; Corynebacterineae; 
219857555|ref|NR_025143.1| Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Clostridium 
uence 2325260 2326777 


222904 Bacteria_16S 2422205 2422128 11 88 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

222904 Bacteria_16S 2429591 2429518 26 99 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
Ssapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

222904 Bacteria_16S 2438694 2438617 11 88 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 


strain AS4.1521 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
222904 Bacteria_16S 2450883 2450811 26 99 gi 
strain KCTC 3666 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyel 
222904 Bacteria_16S 2453960 2453888 26 99 gi 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partia 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoac 
222904 Bacteria_16S 2560811 2560770 26 67 gi 
strain ILE-3 16S ribosomal RNA, partial sequence 
Synergistetes; Synergistia; Synergistales; Synergistace 
222904 Bacteria_16S 2676876 2676835 26 67 
strain Pd55 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nau 
222904 Bacteria_16S 2678374 2678297 11 88 

strain MS1-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
222904 Bacteria_16S 2796795 2796722 13 86 gi 
rectilineatus strain IFO 13941 16S ribosomal RNA, parti 
rectilineatus Bacteria; Actinobacteria; Actinobacterida 
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219857205|ref|NR_024833.1| Lebetimonas acidiphila 
2675717 2677147 Lebetimonas acidiphila Bacteria; 
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222904 Bacteria_16S 2799838 2799765 13 
strain IFO 12513 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 2802882 2802809 13 86 gi 
strain IFO 14915 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 2804403 2804330 13 86 gi 
strain IFO 12512 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 2805925 2805852 13 86 gi 
derwentensis strain IFO 14935 16S ribosomal RNA, partia 
derwentensis Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Actinoplanes. 

222904 Bacteria_16S 2807447 2807374 13 86 gi 
consettensis strain IFO 14913 16S ribosomal RNA, partia 
consettensis Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Actinoplanes. 

222904 Bacteria_16S 2808969 2808896 13 86 gi 
campanulatus strain IFO 12511 16S ribosomal RNA, partia 
campanulatus Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Actinoplanes. 
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222904 Bacteria_16S 2988858 2988781 11 88 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

222904 Bacteria_16S 3002635 3002562 26 99 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

222904 Bacteria_16S 3031267 3031198 26 95 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

222904 Bacteria_16S 3111191 3111118 26 99 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 
222904 Bacteria_16S 3203694 3203625 26 95 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

222904 Bacteria_16S 3246179 3246107 26 99 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 

222904 Bacteria_16S 3274690 3274617 26 99 gi|219846738|ref|NR_026330.1| Eubacterium callanderi 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

222904 Bacteria_16S 3324908 3324835 13 86 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

222904 Bacteria_16S 3326435 3326362 13 86 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

222904 Bacteria_16S 3327956 3327883 13 86 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

222904 Bacteria_16S 3329475 3329402 13 86 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

222904 Bacteria_16S 3332532 3332459 13 86 gi|219846697|ref|NR_026289.1| Pilimelia anulata 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
222904 Bacteria_16S 3335521 3335448 13 86 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

222904 Bacteria_16S 3341562 3341489 13 86 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

222904 Bacteria_16S 3343088 3343015 13 86 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

222904 Bacteria_16S 3344608 3344535 13 86 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

222904 Bacteria_16S 3346136 3346063 13 86 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

222904 Bacteria_16S 3347662 3347589 13 86 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

222904 Bacteria_16S 3349188 3349115 13 86 gi|219846685|ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

222904 Bacteria_16S 3474634 3474557 11 88 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 


strain DSM43338 


16S ribosomal RNA, complete sequence 


3473444 3474924 Rhodococcus ruber Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


222904 Bacteria_16S 3582512 3582439 26 99 gi| 219846521 |ref|NR_026113.1| Clostridium 
stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
222904 Bacteria_16S 3678514 3678473 26 67 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 
222904 Bacteria_16S 3713127 3713054 13 86 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 
222904 Bacteria_16S 3714588 3714515 13 86 gi|219846427|ref|NR_026018.1| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
222904 Bacteria_16S 3763781 3763708 26 99 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
222904 Bacteria_16S 3766729 3766660 28 97 gi| 219846387 |ref|NR_025978.1| Desulfovibrio 
acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulfovibrio acrylicus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
222904 Bacteria_16S 3790714 3790645 26 95 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
222904 Bacteria_16S 3918437 3918364 13 86 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 
222904 Bacteria_16S 4025870 4025797 26 99 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
222904 Bacteria_16S 4107506 4107437 26 95 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
222904 Bacteria_16S 4116510 4116433 11 88 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
222904 Bacteria_16S 26944 26856 9 97 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
222904 Bacteria_16S 66345 66269 13 89 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 
222904 Bacteria_16S 69372 69296 11 87 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 119486 119410 13 89 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 
222904 Bacteria_16S 120987 120911 13 89 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
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222904 Bacteria_16S 837612 837536 11 87 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

222904 Bacteria_16S 852604 852528 13 89 gi|265678478|ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 


radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 
222904 Bacteria_16S 882823 882747 13 89 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 
222904 Bacteria_16S 1045678 1045602 11 87 gi| 265678348 |ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
222904 Bacteria_16S 1075798 1075722 11 87 gi|265678327|ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
222904 Bacteria_16S 1077172 1077096 13 89 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 
222904 Bacteria_16S 1116555 1116479 13 89 gi| 265678298 |ref|NR_028599.1| Kineosporia succinea 
strain I-273 16S ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
222904 Bacteria_16S 1134640 1134564 11 87 gi|253680767|ref|NR_028015.1| Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 1148294 1148218 11 87 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
222904 Bacteria_16S 1217869 1217793 13 89 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
222904 Bacteria_16S 1226889 1226813 13 89 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 
222904 Bacteria_16S 1326663 1326587 11 87 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
222904 Bacteria_16S 1345039 1344967 17 89 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 
222904 Bacteria_16S 1449637 1449561 13 89 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
222904 Bacteria_16S 1475101 1475021 9 89 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 1497928 1497869 35 95 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
222904 Bacteria_16S 1521841 1521765 11 87 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
222904 Bacteria_16S 1605503 1605427 13 89 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
222904 Bacteria_16S 1607044 1606968 13 89 gi|219878472|ref|NR_025611.1| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
222904 Bacteria_16S 1684473 1684385 9 97 gi|219878419|ref|NR_025558.1| Clostridium 


lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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acteria; Gammaproteobacteria; Pseudomo 
1955305 1955229 13 89 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1959816 1959740 13 89 
ribosomal RNA, partial sequence 


na 


al 


a 
gi 


oc 
1979547 1979507 27 67 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2037461 2037385 11 87 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ac 


nc 
al 
2051532 2051452 9 89 gi 
ridia; Clostridiales; Veillonellaceae; 
2142730 2142663 28 95 gi 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 
2162324 2162248 11 87 gi 
ibosomal RNA, partial sequence 


ue 
la 


ne 
2195782 2195706 11 87 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2383918 2383842 11 87 gi 
92 16S ribosomal RNA, partial sequence 


qu 
e; 


ne 
2464419 2464331 9 97 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2497482 2497406 11 87 gi 
ribosomal RNA, partial sequence 


s 
ia 


ne 
2514266 2514190 13 89 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


2535483 2535423 28 88 gi 
Ben 108 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 

2569961 2569873 9 97 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2577762 2577686 13 89 gi 


se 
di 


ctinobacteridae; Actinomycetales; Micr 
2579191 2579115 13 89 gi 


oc 


222904 Bacteria_16S 


219878403 
1706248 17077 


219878295 


219878253 


219878225 


219878222 
1958616 19601 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 
anilini strain An 
Proteob 
222904 Bacteria_16S 


219878209 


219878170 


219878158 
6S ribosomal RNA, partial sequence 2050314 20518 
Anaerosin 
219857640 


219857627 
2161153 21625 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


222904 Bacteria_16S 219857602 


219857471 


219857407 


219857385 
2496307 24977 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


222904 Bacteria_16S 219857368 


219857354 


219857288 
219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 


219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 


ref 
ostridium. 
ref 
sequenc 


a 
ref 


mycineae 


19128 
dales; M 
ref 
sequenc 
Actinomy 


ref 


occineae; 
ref 
19783 
terales; 
ref 
20362 


Cory 


e 
es; 


ref 


us. 
ref 
nce 2 
vobacter 
ref 
bacterineae; 
ref 


ND 


ence 


ref 
23827 
bacterineae; 
ref 
equence 
les; Clostri 
ref 
bacterineae; 
ref 
25130 


Micr 


e 
es; ococ 
ref 
nce 

inomycetales 
ref 
quence 
ales; Clostr 
ref 
lomo 
; Ce 
ref 
lomo 


occineae 


ctinobacteridae; Actinomycetales; Micrococcineae; Ce 
2588454 2588394 28 88 gi|219857276|ref 
Ben 107 16S ribosomal RNA, partial sequence 


a; Actinobacteria; Actinobacteridae; Actinomycetales 
Friedmanniella. 
2688873 2688797 11 87 gi|219857197|ref 


Ac 


e 1954098 19555 


ceta 


16 Arthrobacter 


Mi 


26 1979852 Desul 
Des 


84 2037751 Coryn 
neba 


141553 21430 
iale 


Actinomycet 


52 2384208 Nocar 


2463226 24647 


94 2514560 Xylan 


2534307 25357 


2568768 25702 


NR_025542.1 


NR_025434.1 


e 1858220 185970 


NR_025392.1 


72 1914310 Acinet 
orax 


ellaceae; 
NR_025364.1 
2 


les; Actino 


NR_025361.1 


crococcaceai 
NR_025348.1 


ulfobactera 
NR_025309.1 


cterineae; 
NR_025297.1 
NR_025229.1 
1 


s; Flavobac 
NR_025216.1 


NR_025190.1 


194621 219603 
Coryne 


ales; 
NR_025059.1 


Nocardiacea 
NR_024995.1 
1 
diaceae; Cl 
NR_024973.1 


Nocardiace 
NR_024956.1 
i 
cineae; Pro 
NR_024942.1 
8 
a 


; Propionib 


NR_024919.1 
4 
idiaceae; Cl 
NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
1llulomonadac 
NR_024907.1 


2587275 258874 


; Propioniba 


tinomycetace 


Ac 


£ 
c 


cS 
Cc 


€ 


d 


o} 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Corynebacterium 
1 Corynebacterium 


eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
1908072 1907996 13 89 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 


ae; Actinomyces. 
Acinetobacter ursingii 

obacter ursingii 

inetobacter. 
Actinomyces 

0 Actinomyces 


mycineae; 


Arthrobacter albus 


albus Bacteria; 
e: 


Arthrobacter. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


v 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiacea 


e; Nocardia. 

Rhodococcus 
1 Rhodococcus 
bacterineae; 


Nocardia abscessus 

ia abscessus Bacteria; 
e; Nocardia. 
Clostridium 

2 Clostridium 

stridium. 

Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
a 


e; Rhodococcus. 
Xylanimicrobium 
microbium pachnodae 


micromonosporaceae Hi 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Clostridium 

8 Clostridium 
ostridium. 
Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Friedmanniella 

9 Friedmanniella 
cterineae; 


NR_024825.1 


Nocardia sienata 


strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


222904 Bacteria_16S 
rain IFM 0265 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


222904 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; 


strain IFO 13911 


amylolyticum stra 
amylolyticum Bact 


222904 Bacteria_16S 
MBIC1140 16S ribosomal RNA, partial sequence 
Flavobacteria; 


mesophilum strain 
mesophilum Bacter 


222904 Bacteria_16S 


strain MK703-102F 


222904 Bacteria_16S 


Bacteria; Firmicu 


222904 Bacteria_16S 
CMN3 16S ribosomal RNA, partial sequence 


Spirochaetales; 


222904 Bacteria_16S 


nitritogenes stra 
nitritogenes Bact 


2720346 2720270 11 


ardia. 
2747318 2747242 11 


2801361 2801285 13 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
222904 Bacteria_16S 
in MBIC4355 16S ribosomal RNA, partial sequence 
Flavobacteria; 


2811954 2811887 28 


Bacteroidetes; 
2813448 2813381 28 


eria; 


Bacteroidetes; 
2834648 2834572 11 


ia; 


87 


87 


ain Al-22 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
222904 Bacteria_16S 


89 


95 


95 


87 


gi] 219857175 


gi| 219857156 


gi| 219857116 


gi|219857109 


gi|219857108 


gi| 219856901 


sequenc 
Actino: 


016 


Flavobacteriales 


Flavobacteriales; 


ref 


ref 


ref 


ref 


ref 


ref 


e 2719156 272065 
mycetales; 


2746146 274749 
Actinomycetales; 


59 Actinoplanes 
neae; 


2810779 281222 
; Flavobacteriaceae; 


2812273 281371 
Flavobacteriaceae; 


NR_024803.1 


NR_024784.1 


NR_024744.1 


NR_024737.1 


NR_024736.1 


NR_024722.1 


Nocardia 
4 Nocardia 


Corynebacterineae; 


Rhodococcus 
3 Rhodococcus 


Corynebacterineae; 


Actinoplanes italicus 


italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 


Tenacibaculum 
2 Tenacibaculum 
Tenacibaculum. 
Tenacibaculum 
6 Tenacibaculum 
Tenacibaculum. 
Nocardia vinacea 


1 16S ribosomal RNA, partial sequence 2833466 2834941 Nocardia vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
2842257 2842198 35 95 gi|219856896|ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
tes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
2845300 2845240 26 86 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 
2887125 2887037 9 97 gi|219856865|ref|NR_024684.1| Eubacterium 
in JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
eria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
2888650 2888562 9 97 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 


222904 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; Clost 


222904 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


222904 Bacteria_16S 


strain IFO 15616 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


222904 Bacteria_16S 
AA-1042 16S ribosomal RNA, partial sequence 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


222904 Bacteria_16S 


macrosporus strai 
Macrosporus Bacte 
Streptomycetaceae 


222904 Bacteria_16S 


strain 10.268-1 1 


222904 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 


Nocardiaceae; Rho 


222904 Bacteria_16S 


Firmicutes; Clost 


222904 Bacteria_16S 


strain TAGA27 16S 


222904 Bacteria_16S 


ia; Actinobacteria; Actinobacteridae; Actinomycetales; Propionib 
Friedmanniella. 
2978163 2978083 9 89 gi|219846938|ref|NR_026530.1 
n A1201 16S ribosomal RNA, partial sequence 2976976 297845 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; 
; Streptomyces. 
2985810 2985734 11 87 gi|219846933|ref|NR_026525.1 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
2987332 2987256 11 87 gi|219846932|ref|NR_026524.1 
train NCIMB 13082 16S ribosomal RNA, partial sequence 298615 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
dococcus. 
3035879 30357919 97 gi|219846899|ref|NR_026491.1 
strain DS1 16S ribosomal RNA, partial sequence 3034695 30361 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
3094736 3094660 13 89 gi| 219846859 |ref|NR_026451.1 
ribosomal RNA, partial sequence 3093562 30950 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
3133761 3133685 13 89 gi| 219846833 |ref|NR_026425.1 


strain HK1 0089 1 


ridia; Clostridiales; 


2890174 2890086 9 


ridia; Clostridiales; 


2903795 2903719 13 


2968972 2968912 28 


Microlunatus. 
2970500 2970440 28 


eae; 


97 


89 


88 


88 


6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


gi| 219856863 


6S ribosomal RNA, partial sequence 2888980 28904 
Eubacteriaceae; 


gi|219856854 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 
222904 Bacteria_16S 


gi|219846945 


in NM-1 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi|219846944 


6S ribosomal RNA, partial sequence 3132587 31340 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


222904 Bacteria_16S 


strain DSM 44267 


3153419 3153343 13 


89 


gi| 219846820 


16S ribosomal RNA, partial sequence 3152235 31537 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


222904 Bacteria_16S 
DSM 10228 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


3265609 3265521 9 


ridia; Clostridiales; 


97 


Clostridiaceae; 


gi| 219846744 


ref 


ref 


ref 


; De 
ref 


; In 


2967820 296928 
Actinomycetales; Propion 


2969338 297081 


NR_024682.1 


NR_024673.1 


crobacteriac 
NR_026537.1 


NR_026536.1 


rmacoccaceae 
NR_026412.1 


trasporangia 


ref 


29 Eubacterium multiforme Bacteria; 
Eubacterium. 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 
Eubacterium. 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Microlunatus 

7 Microlunatus 

ibacterineae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 


NR_026336.1 


Clostridium vincentii 


3264433 3265896 Clostridium vincentii Bacteria; 


Clostridiu 


mM. 


222904 Bacteria_ 


strain 1A-C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


222904 Bacteria_ 
strain DSM 43040 


222904 Bacteria_ 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


222904 Bacteria_ 


saccharolyticum s 
Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 
222904 Bacteria_ 
citrea strain DSM 
Bacteria; Actinob 


222904 Bacteria_1 
uratoxydans strai 
uratoxydans Bacte 


Arthrobacter. 


222904 Bacteria_1 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
222904 Bacteria_16S 


strain NCTC 25174 


Bacteria; Actinob 


Cellulomonas. 


222904 Bacteria_16S 
DSM 2403 16S ribo 
G 


Proteobacteria; 


Acinetobacter. 


222904 Bacteria_16S 


strain DSM 20541 


protophormiae str 
protophormiae Bac 


16S 3311264 3311188 13 89 


ibosomal RNA, partial sequence 


gi 


16S 3331004 3330928 13 89 gi 


16S 3369161 3369101 26 86 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

16S 3376722 3376663 35 95 gi 
ubsp. senegalense strain DSM 7379 16S 


Halanaerobiaceae; Halanaerobium. 


16S 3396363 3396287 13 89 gi 


oc 


ri 


quence 


219846713 
3310081 33114 
occineae 
219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
219846671 
se 
Actinomyce 
219846666 
bosomal 
senegalense Bacteria; Firmicutes; Clostridia; 


219846648 


43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
Promicromonospora. 


ce 33951 
es; Micr 


en 
al 


6S 3399393 3399317 13 89 gi 


6S 3413200 3413124 13 89 gi 
16S ribosomal RNA, partial sequence 


3416130 3416054 13 89 gi 
16S ribosomal RNA, partial sequence 


3439490 3439434 28 84 gi 


3442509 3442453 28 84 
in DSM 6962 16S ribosomal RNA, 
eria; Proteobacteria; 


gi 


3457918 3457842 13 89 gi 


3459412 3459336 13 89 gi 


Micrococcaceae; Arthrobacter. 


222904 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


222904 Bacteria_16S 


strain DSM 43205 


strain DSM 4954 1 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


222904 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
222904 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


222904 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


222904 Bacteria_16S 
rain ATCC 25780 16S ribosomal RNA, par 
Clostr 


paraputrificum st 
paraputrificum Ba 


222904 Bacteria_16S 


3467022 3466946 13 89 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
3473099 3473023 11 


87 gi 


3476157 3476081 11 87 gi 


3477683 3477607 11 87 gi 


dococcus. 
3482166 3482090 13 89 gi 
16S ribosomal RNA, partial sequence 

3501842 3501754 9 


97 gi 


ridia; Clostridiales; 
3529206 3529118 9 


Clostridiaceae; 
97 gi 


ridia; Clostridiales; 
3550759 3550672 9 


Clostridiaceae; 
97 gi 


cteria; Firmicutes; Clostridia; 
3585668 3585588 9 89 


gi 


n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


acteria; Actinobacteridae; Actinomycet 


complet 
Gammaproteobacte 


219846646 
sequence 
Actinomyc 


219846636 
34120 
nomycineae 
219846634 
34149 
Micr 


ales; 


219846617 


somal RNA, partial sequence 3438312 3439771 Acine 
ammaproteobacteria; Pseudomonadales; M 
222904 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 


oraxellace 
219846615 
e sequence 
ria; 


219846605 


16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


ococcineae 
219846603 
al sequenc 
e; 


219846598 
sequence 
Actinomyce 


219846594 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
222904 Bacteria_16S 


nebacterin 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
222904 Bacteria_16S 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


nebacterin 
219846591 
al sequenc 
e} 


219846588 
34809 
nomycineae 
219846575 


6S ribosomal RNA, partial sequence 3500724 35020 


Clostridiu 
219846557 


6S ribosomal RNA, partial sequence 3528019 35294 


Clostridiu 
219846543 
tial seque 
idiales; C 
219846519 


Pseud 


Actinomycet 


Actinomycet 


ref|NR_026305.1 


7 Bo 
ref 


goriellacea 
NR_026290.1 
neae; Micromono 
ref |NR_026263.1 

3368004 336944 
tales; Streptos 


ref 
RNA, 


NR_026258.1 
partial se 


ref|NR_026240.1 
98 3396650 Promic 
ococcineae; Pro 


ref |NR_026238.1 
3398202 339968 
etales; Micrococ 


ref |NR_026228.1 
06 3413422 Actin 
; Actinomycetace 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref 
toba 


NR_026209.1 
cter lwoffii 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
omonadales; Mora 


ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcacea 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026190.1 

3465830 346730 
tales; Micrococc 
ref|NR_026186.1 


Nocardiacea 
NR_026184.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_026180.1 
66 3482380 Actino: 
; Actinomycetace 
ref|NR_026167.1 


m. 
ref|NR_026149.1 
m. 
ref 
nce 
lost 
ref 


NR_026135.1 
354957 
ridiaceae; C 
NR_026111.1 


Pp 


q 


e: 


Georgenia muralis 


97 Georgenia muralis Bacteria; 
e 


; Georgenia. 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 
s 


poraceae; Pilimelia. 
Streptosporangium 

8 Streptosporangium 

orangineae; 


Halanaerobium 


uence 3375527 3377012 


Promicromonospora 
romonospora citrea 


micromonosporaceae H 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces viscosus 


omyces viscosus Bacteria; 


ae; Actinomyces. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Acinetobacter lwoffii 
Bacteria; 
ry 

Acinetobacter 
0 Acinetobacter 
xellaceae; 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


’ 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 

2 3551038 Clostridium 
lostridium. 
Phascolarctobacterium 


faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 


Bacteria; Firmicu 


tes; Clostridia; 


Clostridiales; Veillonellaceae; 


Phascolarctobac 


terium. 


222904 Bacteria_16S 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 
Clostridia; 
222904 Bacteria_16S 

strain Pasteur III 16S ribosomal RNA, partial sequence 
Clostridia; 
222904 Bacteria_16S 

strain 2585 16S ribosomal RNA, 
Clostridia; 
222904 Bacteria_16S 

AS145 16S ribosomal RNA, partial sequence 


Firmicutes; 


Firmicutes; 


Firmicutes; 


3593365 3593277 9 


Clostridiales; 
3711624 3711536 9 


Clostridiales; 
3720594 3720506 9 


Clostridiales; 
3789234 3789162 27 


97 gi 


219846513 


219846429 


37104 


219846422 
3719395 37209 


219846371 


Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 


222904 Bacteria_16S 


strain ATCC 27255 
Firmicutes; 


lacurosei strain 
Bacteria; 


strain Hk501 16S 


Glycomycetaceae; 


strain AS 4.1860 


G33 16S ribosomal 
Actinobacteridae; 


222904 Bacteria_16S 
strain CE40 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Ce 
222904 Bacteria_16S 
strain R-10 16S ribosomal RNA, 
Bacteroidetes; Sphingobacteria; 
222904 Bacteria_16S 
strain ST26 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
222904 Bacteria_16S 
strain ST50 16S ribosomal RNA, partial sequence 


3833317 3833237 26 


Clostridiales; 
3842348 3842289 35 


Clostridia; 


3915607 3915547 26 


3917023 3916963 26 


4032048 4031972 13 


4035152 4035076 13 


4075773 4075697 11 


110155 110080 13 


RNA, partial sequence 


124075 124000 13 


133160 133121 28 


139251 139176 13 


140780 140705 13 


106 gi 
16S ribosomal RNA, partial sequence 
Clostridia; 
222904 Bacteria_16S 
H200 16S ribosomal RNA, 
Firmicutes; 
222904 Bacteria_16S 


Spirochaetaceae; Borrelia; 
86 gi 
3915851 3917216 Borrelia 


89 gi 


89 gi 


87 gi 
16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
222904 Bacteria_16S 88 gi 
108968 110448 Kocuria varians Bacte 
Actinomycetales; Micrococcineae; Micrococcaceae; Ko 


88 gi| 265678980 


67 gi 
complete sequence 

Sphingobacteriales; Rhodothermaceae; 
88 gi 


88 gi 


219846340 
38321 


219846334 
38411 


219846284 
3914434 39158 


219846283 


219846202 


40308 


219846200 


219846169 


265678989 


122905 12429 


265678974 
131953 13349 


265678970 
138055 13953 


265678969 
139582 14105 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


222904 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; 


154368 154309 26 


Clostridiales; 
162057 161998 9 


Clostridiaceae; 


85 gi| 265678960 
ribosomal RNA, partial sequence 
Clostridia; 
222904 Bacteria_16S 


153188 15467 


intestinale strain Catt39 16S ribosomal RNA, partial sequence 


intestinale Bacteria; 
222904 Bacteria_16S 

strain INA 1349 16S ribosomal RNA, partial sequ 
rifamycini Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 
222904 Bacteria_16S 
strain 2678 16S ribosomal RNA, partial sequence 


subsp. rifamycini 
cremea subsp. 


Firmicutes; 
268856 268793 26 


315959 315892 17 


Clostridia; 


Oxobacter. 
68 gi| 265678955 
Clostridiales; Clos 
89 gi| 265678881 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 


group. 


222904 Bacteria_16S 
castelarensis strain BJ-608 16S ribosomal RNA, partial 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomyces. 
222904 Bacteria_16S 
nipponensis strain HKI 0315 16S ribosomal RNA, partial 


Streptomycetaceae; 


nipponensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
222904 Bacteria_16S 
strain A288 16S ribosomal RNA, partial sequence 


Streptomycetaceae; 


368829 368750 9 


374805 374726 9 


405501 405438 26 


84 gi| 265678850 
314818 31623 
88 gi| 265678809 


sequence 


88 gi| 265678805 
sequence 
Actinomyc 

89 gi| 265678785 


Halanaerobiaceae; 


Borrelia 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


7 Sa 


ref 


ref 


trid 


ref 
ence 


ref 
e; R 


ref 


ref 


etal 


25 3711931 Clost 
Clostridiaceae; Clostridium. 

97 gi 
complete sequence 


chia 


73 3833552 Rumin 
Ruminococcaceae; Ruminococcus. 

95 gi 
complete sequence 
Halanaerobiales; 
86 gi 
ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 
222904 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 
222904 Bacteria_16S 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
222904 Bacteria_16S 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; 
Glycomyces. 
222904 Bacteria_16S 


23 3842666 Halan 
Halanaerobium. 


56 4032350 Glyco: 
Glycomyc 


8 Cellulomonas 


5 Rhodothermus 


1 Sanguibacter 


8 Sanguibacter 


160899 162283 


367645 369119 


373661 375050 


NR_026105.1 


NR_026020.1 


NR_026013.1 


NR_025962.1 


NR_025930.1 


NR_025924.1 


NR_025874.1 


NR_025873.1 


NR_025792.1 
ineae; 
NR_025790.1 

403395 


NR_025759.1 


Nocardiacea 
NR_029297.1 


curia. 
NR_029288.1 


1lulomonadac 
NR_029282.1 


Rhodothermus 
NR_029278.1 
NR_029277.1 
nguibacterac 
NR_029268.1 
NR_029263.1 
iaceae; Clos 
NR_029187.1 
267723 
Actinomyceta 
NR_029155.1 
ickettsieae; 


NR_029114.1 


ales; Strept 


NR_029110.1 


es; Streptom 


ref 


muris Bacteria; 


turdi Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
Clostridiaceae; Clostridium. 
97 gi 


Clostridium septicum 


ridium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 
Clostridiaceae; Clostridium. 
99 gi 
3788062 3789489 Ehrli 


Ehrlichia muris strain 
Proteobacteria; 


Ruminococcus bromii 


ococcus bromii Bacteria; 


Halanaerobium 


aerobium lacurosei 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 
burgdorferi group. 


Borrelia turdi strain 
Spirochaetes; 


Glycomyces algeriensis 


myces algeriensis 
Glycomycetaceae; 


Glycomyces. 
Glycomyces 
0 4035456 Glycomyces 


Glycomycineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Kocuria varians strain 
ria; Actinobacteria; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Rhodothermus marinus 


marinus Bacteria; 


Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium 
Clostridium 
tridium. 

Actinomadura cremea 
269132 Actinomadura 
les; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Streptomyces 
Streptomyces 
omycineae; 


Kitasatospora 
Kitasatospora 
ycineae; 


NR_029090.1 


Actinomadura meyerae 


404351 405830 Actinomadura meyerae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


222904 Bacteria_16S 
J18 16S ribosomal 


Actinobacteridae; 


222904 Bacteria_16S 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 
222904 Bacteria_16S 
strain LV3 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 
222904 Bacteria_16S 


strain B22P3 16S 


bosomal RNA, partial sequence 


599449 599370 9 88 
ribosomal RNA, partial sequence 


gi 


563902 56532 
Micr 


598291 59976 


7 Mi 
ref 


ococcineae 
265678653 


1 Streptomyces 


crobacteriac 
NR_028958.1 


Streptosporangineae; Thermomonosporaceae; 


467106 467031 13 88 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

554313 554234 9 88 gi| 265678683 |ref|NR_028988.1| Streptomyces 
in CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

565073 564998 13 88 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Streptomyces javensis 


javensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 600979 600900 9 88 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 


cangkringensis Ba 
Streptomycetaceae 
222904 Bacteria_16S 
CMS 760r 16S ribo 


Actinobacteridae; 


222904 Bacteria_16S 
melanosporofacien 
melanosporofacien 
Streptomycetaceae 
222904 Bacteria_16S 


strain 216 16S ri 


; Streptomyces. 


648512 648437 13 88 


bosomal RNA, partial sequence 


cteria; Actinobacteria; Actinobacterid 


somal RNA, partial sequence 647310 648789 Kocur 


707255 70861 


Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
657302 657223 9 88 gi|265678612|ref|NR_028917.1 
s strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 
s Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; S 
; Streptomyces. 
708392 708337 13 68 gi| 265678577 |ref|NR_028882.1 


ae; Actinomycetales; Streptomycineae; 
gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
ia polaris Bacteria; Actinobacteria; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

222904 Bacteria_16S 736047 735988 9 68 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
222904 Bacteria_16S 740711 740642 26 95 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 
222904 Bacteria_16S 
beijiangensis str 


beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

222904 Bacteria_16S 839091 839032 26 85 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
222904 Bacteria_16S 855618 855563 13 68 gi| 265678475 |ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

222904 Bacteria_16S 885908 885833 13 88 gi| 265678454 |ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 

222904 Bacteria_16S 887444 887369 13 88 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

222904 Bacteria_16S 912004 911929 13 88 gi| 265678437 |ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

222904 Bacteria_16S 1086194 1086115 9 88 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 1090843 1090784 26 85 gi|265678316|ref|NR_028618.1| Nonomuraea 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


222904 Bacteria_16S 


scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae 


; Pseudonocardiaceae; 


787136 787057 9 88 gi 


ain A-5 16S ribosomal RNA, partial seq 


222904 Bacteria_16S 


strain NRRL 15532 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nonomuraea. 


16S ribosomal RNA, partial sequence 


Saccharomonospor 


ain YIM6 16S ribosomal RNA, partial se 


a. 
265678521 
quence 


ref 


uence 


785920 78741 


1089685 10911 


NR_028825.1 
8 


3 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
eae; Nonomuraea. 

1098319 1098240 9 88 gi|265678311|ref|NR_028613.1 
in KM-4927 16S ribosomal RNA, partial sequence 1097121 109859 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
; Streptomyces. 

1107382 1107323 26 85 gi|265678304|ref|NR_028606.1 


Streptomyces 
Streptomyces 


7 Nonomuraea 
osporangineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Nonomuraea longicatena 


1106217 1107715 Nonomuraea longicatena 


Streptos 


porangineae; 


Streptosporangiaceae; 


222904 Bacteria_16S 
CMS 76r 16S ribos 
Actinobacteridae; 
222904 Bacteria_16S 
DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 
222904 Bacteria_16S 
acetiphilus DSM 1 


1139222 1139147 13 88 gi 
omal RNA, complete sequence 1138010 11 


1171015 1170952 26 
osomal RNA, partial sequence 


89 gi 


ala 


1196785 1196726 9 68 


gi 


Actinomycetales; Micrococcineae; Micr 


acteria; Actinobacteridae; Actinomycet 


2809 16S ribosomal RNA, partial sequen 


253680764 
39535 Leifs 
obacteriac 
228719618 
69826 11712 
ales; Pseu 


ref 


eae; 
ref 


228715574 
ce 11955 


ref 


onia 


94 Thermobispora 
dono 


65 1197080 Denit 


NR_028012.1 
rubra Bact 
Leifsonia. 
NR_027583.1 


cardineae; 


NR_027535.1 


e 


P 


r 


Leifsonia rubra strain 
ria; Actinobacteria; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Denitrovibrio 
ovibrio acetiphilus DSM 


12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

222904 Bacteria_16S 1219303 1219248 13 68 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

222904 Bacteria_16S 1349643 1349568 13 88 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

222904 Bacteria_16S 1402290 1402215 13 88 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

222904 Bacteria_16S 1461499 1461424 13 88 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

222904 Bacteria_16S 1488933 1488854 9 88 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

222904 Bacteria_16S 1527985 1527922 26 89 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 


strain JCM3369 16S ribosomal RNA, partial sequence 


1526835 15282 


88 Actinomadura 


yumaensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

222904 Bacteria_16S 1531009 1530946 26 89 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

222904 Bacteria_16S 1535533 1535470 26 89 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 


strain JCM 3325 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
222904 Bacteria_16S 


1590027 1589948 9 88 


gi 


strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
Stre 


Actinobacteria; Actinobacteridae; Actinomycetales; 


222904 Bacteria_16S 1591575 1591496 9 88 gi 


tubercidicus strain DSM 40261 16S ribosomal RNA, partia 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 1593123 1593044 9 
subsp. paromomyci 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 1594669 1594590 9 88 
chrestomyceticus 
chrestomyceticus 
Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 1596216 1596137 9 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 1597764 1597685 9 


88 gi 


gi 


88 gi 


88 gi 


strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 15980 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
222904 Bacteria_16S 1599312 1599233 9 88 gi 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 

222904 Bacteria_16S 1600860 1600781 9 


88 gi 


strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 16011 


Actinobacteria; Actinobacteridae; Actinomycetales; 
222904 Bacteria_16S 1602408 1602329 9 88 


Stre 
gi 


6S ribosomal RNA, partial sequence 1534373 15358 
Stre 


nus strain DSM 41429 16S ribosomal RNA, 


strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


ptosporanginea 


219878485 | ref 
ptomycinea 
219878484 
1 sequence 
; Actinomy: 


e; S 
ref 


ceta 
219878483 


partial 
tinobact 


ref 
sequ 
Ac erid 
219878482 
rtial sequ 
idae; Acti 


ref 
ence 
nomy 


219878481 
1 sequence 
Actinomy 


ref 


‘ ceta 


219878480 |ref 
ptomycinea 
219878479 |ref 
partial seque 
teridae; Actin 


e; S 


219878478 |ref 


ptomycineae; S 


1590391 15918 


1595032 15965 


77 Streptomyces 


73 Streptomyces 


e; Thermomon 


NR_025624.1 


treptomyceta 
NR_025623.1 
8 
les; Strepto: 
NR_025622.1 
ence 159193 


ae; Actinomy 


NR_025621.1 
159348 
cetales; Str 


NR_025620.1 
2 
fo} 


les; Strept 


NR_025619.1 
treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 


NR_025617.1 


treptomyceta 


219878477 |ref 


13 Actinomadura vinacea Bacteria; 


osporaceae; 


Streptomyces catenulae 


40 Streptomyces catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 
mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 


NR_025616.1 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 


Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomycetaceae; Streptomyces. 


222904 Bacteria_16S 1626553 1626478 13 88 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 
222904 Bacteria_16S 1640151 1640088 26 89 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
222904 Bacteria_16S 1789212 1789141 17 88 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 
222904 Bacteria_16S 1812219 1812144 13 88 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
222904 Bacteria_16S 1821428 1821353 13 88 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 
222904 Bacteria_16S 1822954 1822879 13 88 gi|219878321|ref|NR_025460.1| Agreia pratensis 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 
222904 Bacteria_16S 1900968 1900893 13 88 gi|219878263|ref|NR_025402.1] Ornithinimicrobium 


humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

222904 Bacteria_16S 2035937 2035862 13 88 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

222904 Bacteria_16S 2049954 2049891 26 89 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

222904 Bacteria_16S 2054639 2054560 9 88 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

222904 Bacteria_16S 2077436 2077381 13 68 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

222904 Bacteria_16S 2078997 2078942 13 68 gi| 219878137 |ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

222904 Bacteria_16S 2082106 2082051 13 68 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

222904 Bacteria_16S 2163841 2163770 28 99 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

222904 Bacteria_16S 2248827 2248748 9 88 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

222904 Bacteria_16S 2258015 2257936 9 88 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

222904 Bacteria_16S 2309746 2309687 26 85 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
222904 Bacteria_16S 2311252 2311189 26 89 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

222904 Bacteria_16S 2333969 2333906 26 89 gi|219857507|ref|NR_025095.1| Nocardiopsis 
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222904 Bacteria_16S 2402093 2402030 26 89 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

222904 Bacteria_16S 2493099 2493024 11 86 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
222904 Bacteria_16S 2494586 2494511 11 86 gi|219857387|ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

222904 Bacteria_16S 2566965 2566902 26 89 gi|219857290|ref|NR_024921.1| Anaeromusa 
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222904 Bacteria_16S 2824009 2823954 45 100 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

222904 Bacteria_16S 2831584 2831505 9 88 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

222904 Bacteria_16S 2833122 2833043 9 88 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
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3699592 3699534 9 67 gi 
1105 16S ribosomal RNA, partial sequence 36983 
acteria; Deltaproteobacteria; Desulfovibrionales 
3725169 3725106 26 89 gi| 219846418 
rain A-184 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; Acti 
ae; Actinomadura. 

3726630 3726567 26 89 gi 
ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Actinomadura. 

3728082 3728019 26 89 gi 
6S ribosomal RNA, partial sequence 3726957 372 
Streptospora 


gi|219846554 
3532506 35339 


219846453 
sequence 

iales; Hal 
219846437 


: no 


219846417 
al sequenc 
e; Actin 


219846416 
83 
ng 


3729537 3729474 26 89 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 
3732450 3732387 26 89 gi| 219846413 
16S ribosomal RNA, partial sequence 3731323 37327 
Streptosporang 


219846415 
1 sequence 
idae; Acti 


6S 3736836 3736777 26 85 gi| 219846410 
16S ribosomal RNA, partial sequence 3735706 37371 
Streptosporang 
6S 3738297 3738238 26 85 gi| 219846409 
16S ribosomal RNA, partial sequence 3737165 37385 


16S ribosomal RNA, partial sequence 3743020 37444 
Streptosporang 
gi|219846404 
3744485 37458 
Streptosporang 
3747077 3747018 26 85 gi| 219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
Streptosporang 
3748540 3748481 26 85 gi|219846402 
16S ribosomal RNA, partial sequence 3747408 37488 
Streptosporang 
3768140 3768101 28 67 gi| 219846386 
SEBR 2840 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; Desulfo 


3745619 3745560 26 85 
ibosomal RNA, partial sequence 


omycet 


na maxima Bacteria; Firmicutes; 


ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 


Clostridium 
6 Clostridium 
lostridium. 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026097.1| Actinomyces 
3601450 3602945 Actinomyces 
cetales; Actinomycineae; 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Actinomadura 
0 Actinomadura 
tosporangineae; 


ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_026009.1 

3724040 372545 
mycetales; Strep 


Actinomadura 
6 Actinomadura 
osporangineae; 


ref|NR_026008.1 
e 3725501 372690 
ales; Strept 


Actinomadura macra 
macra Bacteria; 
nosporaceae; 


ref|NR_026007.1 
59 Actinomadura 
ineae; Thermomo 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


ref|NR_026006.1 
3728410 372981 
nomycetales; Str 


ref |NR_026004.1 
31 Actinomadura 
ineae; Thermomo 


Actinomadura coerulea 
coerulea Bacteria; 
nosporaceae; 


ref|NR_026001.1| Nonomuraea spiralis 
14 Nonomuraea spiralis Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_026000.1| Nonomuraea recticatena 
77 Nonomuraea recticatena Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025999.1| Nonomuraea polychroma 
40 Nonomuraea polychroma Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025996.1| Nonomuraea ferruginea 
34 Nonomuraea ferruginea Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025995.1| Nonomuraea fastidiosa 
96 Nonomuraea fastidiosa Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025994.1| Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025993.1| Nonomuraea africana 
20 Nonomuraea africana Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025977.1| Desulfovibrio 

3766971 3768387 Desulfovibrio 
vibrionales; Desulfovibrionaceae; 


3769611 3769536 13 88 gi| 219846385 


Clavibacter 
3768438 3769927 


ref|NR_025976.1 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 
222904 Bacteria_16S 3840818 3840747 17 88 gi|219846335|ref|NR_025925.1| Blastococcus 
aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 
222904 Bacteria_16S 3900486 3900420 33 99 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 
222904 Bacteria_16S 3903472 3903409 26 89 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
222904 Bacteria_16S 3924744 3924665 9 88 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 3926325 3926246 9 88 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 3929486 3929407 9 88 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 4012300 4012225 13 88 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
222904 Bacteria_16S 4062134 4062071 26 89 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
222904 Bacteria_16S 4125776 4125701 13 88 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
222904 Bacteria_16S 4202237 4202158 9 88 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


222904 Bacteria_16S 4203735 4203656 9 88 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 4218965 4218902 26 89 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
222904 Bacteria_16S 51119 51061 9 67 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
222904 Bacteria_16S 54321 54263 26 84 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
222904 Bacteria_16S 75423 75385 28 66 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 


222904 Bacteria_16S 93267 93225 26 68 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

222904 Bacteria_16S 137692 137618 13 87 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
222904 Bacteria_16S 160565 160491 13 87 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 


helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 


222904 Bacteria_16S 183304 183246 9 67 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 184873 184783 9 99 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 204873 204815 41 99 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 


thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 


222904 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


222904 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


222904 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


222904 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


222904 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


222904 Bacteria_16S 


strain Al10 16S ri 
Actinobacteria; A 
Actinomadura. 


222904 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


222904 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


222904 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


222904 Bacteria_16S 


VKM Ac-1800 16S r 
Actinobacteria; A 


222904 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


222904 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


222904 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


222904 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


222904 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


222904 Bacteria_16S 


strain ES10.1 16S 
Actinobacteria; A 


222904 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


222904 Bacteria_16S 


multipartita DSM 


218821 218736 9 95 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 
224892 224814 9 


87 gi 


16S ribosomal RNA, partial sequence 223682 22507 


265678917 
equence 
Planctomy 


265678913 


ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
1161909 1161835 13 87 gi 
44233 16S ribosomal RNA, partial seque 


1148654 11501 


Geovibrio 
228721225 
nce 11607 


ref 


2 


ceta 


ref 
4 Peptococcus niger Bacteria; 


ref 
39 1162206 Nakamu 


NR_027604.1 


NR_029225.1| Planctomyces 
17606 219133 Planctomyces 

les; Planctomycetaceae; 
NR_029221.1| Peptococcus niger 


ridia; Clostridiales; Peptococcaceae; Peptococcus. 

294698 294660 28 66 gi| 265678864 |ref|NR_029170.1| Prosthecochloris 
in 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
eria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

377900 377826 13 87 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 

complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

402441 402367 13 87 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
train IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
tratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Agromyces. 

470070 470028 26 68 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
bosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 

631536 631474 26 88 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

654328 654238 9 99 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
tes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

706983 706893 9 99 gi| 265678578 |ref|NR_028883.1| Dorea longicatena 

ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Dorea. 

756463 756389 13 87 gi| 265678542 |ref|NR_028846.1| Agromyces albus strain 
ibosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

765606 765544 26 88 gi|265678536|ref|NR_028840.1| Mitsuokella 
n M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
tes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

828442 828368 25 99 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

830018 829944 25 99 gi|265678493|ref|NR_028796.1| Selenomonas noxia 

16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

846770 846680 9 99 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
osomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

866393 866335 9 67 gi| 265678468 |ref|NR_028771.1| Sulfurospirillum 
ain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
teria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 

1131613 1131551 26 88 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 

ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

1149850 1149808 26 68 gi| 253680757 |ref|NR_028005.1| Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Nakamurella 
rella multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 

222904 Bacteria_16S 1164944 1164882 26 88 gi|228720667|ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

222904 Bacteria_16S 1178598 1178540 9 67 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 


DSM 12563 16S rib 
Bacteria; Spiroch 


222904 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


222904 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


osomal RNA, partial sequence 
aetes; 
1357179 1357121 9 67 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1505393 1505304 9 99 gi 
164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 


222904 Bacteria_16S 
metallicus strain R2A 16S ribosomal RNA, partial sequence 


1177428 11788 
Spirochaetales; Brachyspiraceae; 


; Brachyspir 
228720131 
quence 
ostridiale 
219846440 
uence 


les; Eubac 


Ss; 


te 


1744009 1743947 26 88 gi 


219878378 


a. 


ref 
1356004 13574 


c 


ref 
1504208 15055 


ri 


NR_027589.1 
8 
lostridiacea 
NR_026031.1 
5 
aceae; Eubac 


ref 
1742831 1744318 Nocardiopsis metallicus 


68 Brachyspira murdochii DSM 12563 


Clostridium 

9 Clostridium 

e; Clostridium. 
Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 


NR_025517.1 


Nocardiopsis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


222904 Bacteria_16S 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


222904 Bacteria_16S 


strain DSM 46000 


xylanilyticus Bac 


222904 Bacteria_16S 
thermolithotrophu: 
thermolithotrophu: 
222904 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


222904 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


222904 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


222904 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
222904 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


222904 Bacteria_16S 


strain CMRI H02 1 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
222904 Bacteria_16S 2793841 2793783 9 67 gi|219857121|ref|NR_024749.1 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 279412 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 
222904 Bacteria_16S 2826986 2826924 26 88 gi| 219856906 |ref|NR_024727.1 
strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 28272 

Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; S 
222904 Bacteria_16S 2839160 2839086 13 87 gi| 219856898 |ref|NR_024717.1 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 28394 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
222904 Bacteria_16S 2840720 2840646 13 87 gi| 219856897 |ref|NR_024716.1 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 28410 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
222904 Bacteria_16S 2944769 2944707 26 88 gi| 219856827 |ref|NR_024646.1 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 294507 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankine 
Sporichthya. 

222904 Bacteria_16S 3017766 3017696 26 95 gi|219846912|ref|NR_026504.1 


strain SG3902 16S 
Firmicutes; Clost 


222904 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


222904 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


222904 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


222904 Bacteria_16S 


deleyianum strain 


1806099 1806025 13 87 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1807637 1807563 13 


al 
e; 


v 


87 gi 
oc 
2071355 2071284 26 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2088226 2088172 45 99 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2332438 2332380 9 67 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


99 gi 


1 


s 
ri 


2356613 2356555 9 67 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 

2416030 2415972 9 67 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


1 
ob 


ue 
a; 


2512761 2512699 26 88 gi 
7 16S ribosomal RNA, partial sequence 
Stre 
2563901 2563843 9 67 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


pt 


ia 
ac 
2672303 2672245 9 


67 gi 


ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
3029775 3029717 9 67 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3037402 3037344 9 67 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3051095 3051037 9 67 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


ce 
eq 
id 
s 
ia 
s 


te 


3138262 3138204 9 67 gi 


Spirillum 5175 16S ribosomal RNA, parti 


219878332 


ref|NR_025471. 
sequenc 


Actinomycetales; 


e 1804913 18063 
Micro 


9 
c 


219878331 
16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 
xylanilyticus str 


219878143 
ue 
ci 

219878131 


su 
219857508 


219857490 


219857450 


219857369 


219857335 


219857208 
6S ribosomal RNA, partial sequence 2671138 26725 


3016582 30179 


219846904 


219846898 


219846888 


219846830 


ref 


ta 
ref 


occineae 


nce 
llaceae; 
ref 
sequence 
1furobac 
ref 
equence 
a; Campyloba 
ref 
sequence 
acteria; Des 
ref 
nce 
Desulfovibr 
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222904 Bacteria_16S 3151887 3151829 9 67 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

222904 Bacteria_16S 3200806 3200728 11 89 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

222904 Bacteria_16S 3233934 3233876 9 67 gi|219846765|ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

222904 Bacteria_16S 3249163 3249105 9 67 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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222904 Bacteria_16S 70839 70766 26 99 gi| 265679017 |ref|NR_029325.1| Schwartzia 


succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

222904 Bacteria_16S 117967 117910 11 68 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 


ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 189527 189454 26 99 gi|265678937|ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 388611 388550 26 87 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
222904 Bacteria_16S 510129 510072 11 68 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 525292 525235 11 68 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
222904 Bacteria_16S 579983 579926 11 68 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 608650 608593 11 68 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 633039 632966 26 99 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
222904 Bacteria_16S 636114 636037 11 88 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

222904 Bacteria_16S 637645 637568 11 88 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

222904 Bacteria_16S 817799 817754 27 72 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

222904 Bacteria_16S 869504 869463 26 67 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 


222904 Bacteria_16S 910420 910347 26 99 gi|265678438|ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 976877 976820 9 66 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
strain SS-2 16S ribosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

222904 Bacteria_16S 1104337 1104268 26 95 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
222904 Bacteria_16S 1195217 1195144 26 99 gi|228715634|ref|NR_027536.1| Carboxydibrachium 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carboxydibrachium pacificum 


DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Carboxydibrachium. 
222904 Bacteria_16S 1290140 1290079 26 87 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
222904 Bacteria_16S 1291633 1291576 11 68 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 1448123 1448054 26 95 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 
222904 Bacteria_16S 1451087 1451030 11 68 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


222904 Bacteria_16S 1464593 1464524 26 95 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

222904 Bacteria_16S 1500965 1500908 11 68 gi|219846622|ref|NR_026214.1| Corynebacterium 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 

222904 Bacteria_16S 1555320 1555247 26 99 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

222904 Bacteria_16S 1565591 1565550 26 67 gi| 219846059 |ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

222904 Bacteria_16S 1568659 1568618 26 67 gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

222904 Bacteria_16S 1710495 1710438 11 68 gi| 219878401 |ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

222904 Bacteria_16S 1733291 1733222 26 95 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

222904 Bacteria_16S 1771258 1771201 11 68 gi| 219878357 |ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

222904 Bacteria_16S 1783343 1783302 26 67 gi|219878348|ref|NR_025487.1| Sneathia sanguinegens 
strain CCUG 41628 16S ribosomal RNA, partial sequence 1782175 1783536 Sneathia sanguinegens 
Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Sneathia. 

222904 Bacteria_16S 1856441 1856384 11 68 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
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222904 Bacteria_16S 2846857 2846788 26 95 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

222904 Bacteria_16S 2999498 2999425 26 99 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
222904 Bacteria_16S 3001070 3000997 26 99 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
222904 Bacteria_16S 3097867 3097810 11 68 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 3120389 3120332 11 68 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 3130858 3130817 27 68 gi|219846835|ref|NR_026427.1| Halanaerobacter 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 129667 3131049 Halanaerobacter 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
222904 Bacteria_16S 3148825 3148768 11 68 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
222904 Bacteria_16S 3176294 3176237 11 68 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 3179388 3179331 11 68 gi| 219846802 |ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 3206708 3206651 11 68 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
222904 Bacteria_16S 3208233 3208176 11 68 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 3214206 3214149 11 68 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 3215729 3215672 11 68 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
222904 Bacteria_16S 3226329 3226256 13 86 gi|219846770|ref|NR_026362.1| Janibacter limosus 
strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 3226621 Janibacter limosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
222904 Bacteria_16S 3276199 3276126 26 99 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 


w 


222904 Bacteria_16S 3279227 3279154 26 99 gi|219846735|ref|NR_026327.1| Acetobacterium 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

222904 Bacteria_16S 3432355 3432298 11 68 gi|219846623|ref|NR_026215.1| Corynebacterium 


amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 3433803 3433746 11 68 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
222904 Bacteria_16S 3435161 3435104 11 68 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 3436593 3436536 11 68 gi|219846619|ref|NR_026211.1| Corynebacterium auris 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
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Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

222904 Bacteria_16S 4054626 4054565 28 89 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
222904 Bacteria_16S 4072733 4072660 26 99 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

222904 Bacteria_16S 4077279 4077206 26 99 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

222904 Bacteria_16S 4158157 4158092 1 66 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
222904 Bacteria_16S 4197832 4197759 26 99 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
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Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
222904 Bacteria_16S 145298 145222 13 89 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

222904 Bacteria_16S 149688 149648 27 67 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

222904 Bacteria_16S 151275 151185 9 99 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 159046 158970 13 89 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

222904 Bacteria_16S 276476 276418 9 67 gi| 265678876 |ref|NR_029182.1| Helicobacter bilis 


strain Hbl 16S ri 
Proteobacteria; E 
222904 Bacteria_16S 
strain YIM 70081 
Actinobacteria; Actinobacteridae; Actinomycetales; 
222904 Bacteria_16S 361405 361329 13 89 

sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 

222904 Bacteria_16S 


bosomal RNA, partial sequence 


359859 359783 13 89 


403985 403905 9 89 


hebeiensis strain YIM 001 16S ribosomal RNA, partial se 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 


222904 Bacteria_16S 427238 427162 13 89 


xinjiangensis strain YIM70097 16S ribosomal RNA, partia 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Micrococcaceae; Nesterenkonia. 

222904 Bacteria_16S 430325 430249 13 
halotolerans stra 
halotolerans Bact 
Nesterenkonia. 
222904 Bacteria_16S 444204 444137 28 95 
atlanticus strain HTCC2559 16S ribosomal RNA, parti 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; 
222904 Bacteria_16S 490135 490059 13 89 
strain QH3A7 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
222904 Bacteria_16S 496293 496217 13 89 


89 


psilonproteobacteria; Campylobacterale 


n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


275297 27676 
Helicob 


gi 


Micr 
gi 


gi 


gi 


gi 


gi 
als 
Flav 


gi 


488917 49045 
ococcineae 


Micr 
gi 


S; 
265678815 


16S ribosomal RNA, partial sequence 358665 36015 
ococcineae 


265678814 
sequence 


265678786 


quence 
Actinomyce 


265678770 


265678768 
sequence 


265678759 


equence 
obacterial 


265678725 


265678721 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 


Actinomyc 


1 sequence 
e; Actinomycet 


; Actinomy 


acte 
ref 


7 Mi 
ref 


etal 
ref 
tale 


ref 


ref 
ceta 
ref 


es; 
ref 
7 Jo 
ref 


1 Helicobacter 
raceae; 


4 Nesterenkonia 
crococcacea 


360205 361665 


es; 


402781 404300 
S; 


426041 42753 
ales; 


429128 43061 
les; 


443005 44449 
Flavobacter 


Heli 
NR_029120.1 


e 
NR_029119.1 


Micrococ 
NR_029091.1 
Streptomy 


NR_029075.1 
5 
Microc 
NR_029073.1 
0 
Microco 
NR_029064.1 
3 
ZL 
NR_029030.1 


J 


bilis Bacteria; 


cobacter. 

Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Streptomyces 
Streptomyces 
cineae; 


Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Croceibacter 
Croceibacter 

aceae; Croceibacter. 
Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 
nesiaceae; 


onesia. 
Arthrobacter 


NR_029026.1 


495118 496571 Arthrobacter 


222904 Bacteria_16S 
aerolatum strain 
Bacteria; Actinob 
Microbacterium. 
222904 Bacteria_16S 
strain VPB 4027 1 
Fusobacteria; Fus 
222904 Bacteria_16S 
strain CK74 16S r 
Firmicutes; Clost 
222904 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinob 
Streptomyces. 
222904 Bacteria_16S 
siderophilus stra 


obacteriales; 


619481 619405 13 


634574 634534 27 


684475 684387 9 


Clostridiales; 
876821 876741 9 


905812 905748 35 


89 


67 


97 


ibosomal RNA, partial sequence 
ridia; 


89 


99 


gi 


V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


683287 68472 
Clostridiaceae; 


gi 


gi 


in SR4 16S ribosomal RNA, partial sequence 90455 


Fusobacterium. 


265678639 
ce 
ales; 


265678628 


6S ribosomal RNA, partial sequence 633402 63487 
Fusobacteriaceae; 


265678593 


265678461 
87568 
ales; 


265678441 


61837 
Micrococ 


Streptomycineae; 


ref|NR_028944.1 
cineae; Mic 


ref |NR_028933.1 
3 Fusobacterium 


ref|NR_028898.1 


ref |NR_028764.1 
st 


ref |NR_028743.1 


1 619715 Microb 


8 906118 Thermo 


Microbacterium 
acterium aerolatum 


robacteriaceae; 


Fusobacterium equinum 
equinum Bacteria; 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 
Clostridium. 
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siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

222904 Bacteria_16S 978285 978245 28 68 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

222904 Bacteria_16S 1072842 1072783 28 87 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

222904 Bacteria_16S 1102789 1102713 13 89 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

222904 Bacteria_16S 1113489 1113413 13 89 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

222904 Bacteria_16S 1234520 1234444 13 89 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

222904 Bacteria_16S 1248133 1248093 27 67 gi|219857449|ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

222904 Bacteria_16S 1261579 1261503 13 89 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

222904 Bacteria_16S 1266075 1265987 9 97 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

222904 Bacteria_16S 1308250 1308170 9 89 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
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Actinobacteria; Actinobacteridae; Actinomycetales; 


222904 Bacteria_16S 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
222904 Bacteria_16S 


Fusobacteriales; 


1721168 1721128 27 67 


1747034 1746994 26 66 


1772691 1772611 9 89 


1774189 1774109 9 89 


1775687 1775607 9 89 


Fusobacteriaceae; 


gi 


219878394 


16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium 


Cetobacterium. 


gi 


gi 


gi 


gi 


longisporus strain ISP 5166 16S ribosomal RNA, partial 


longisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
222904 Bacteria_16S 


1781862 1781786 13 89 


strain 4-0 16S ribosomal RNA, partial sequence 


222904 Bacteria_16S 
nasiphocae strain 


1874731 1874655 13 89 


gi 


1780670 17821 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
222904 Bacteria_16S 


radicidentis strain CCUG 36733 16S ribosomal RNA, partial 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
222904 Bacteria_16S 


1932570 1932498 13 85 


1938537 1938461 13 89 


gi 


gi 


219878376 


219878355 


219878354 


219878353 
sequence 


219878349 


219878285 


M597/99/10 16S ribosomal RNA, partial sequence 


219878240 


219878236 


paucivorans strain CF 62 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; 


Brevibacteriaceae; 
222904 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
222904 Bacteria_16S 


Brevibacterium. 


1949253 1949177 13 89 


1973286 1973198 9 97 


strain CK58 16S ribosomal RNA, partial sequence 


Firmicutes; 
222904 Bacteria_16S 


Clostridia; 


Clostridiales; 


2057618 2057538 9 89 


gi 


gi 


219878229 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878213 


1972100 19735 


Clostridiaceae; 


gi 


219878153 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
222904 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
222904 Bacteria_16S 


Streptomyces. 


2059157 2059077 9 89 


2065160 2065101 28 87 


gi 


gi 


219878152 


strain B19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


219878147 


strain NNO15840 16S ribosomal RNA, partial sequence 2063988 20654 


Bacteroidetes; 
222904 Bacteria_16S 


KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteri 
Flavobacteriaceae; Mesonia. 


Flavobacteria; 
222904 Bacteria_16S 


Flavobacteria; 


Flavobacteriales; 


Flavobacteriales; 
2097324 2097257 28 95 


2111021 2110941 9 89 


Flavobacteriaceae 


gi 


gi 


219878124 


219873436 


sequence 
Actinomycetales; 


sequence 1773034 177448 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 
sequence 1931360 193276 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; St 


ref|NR_025533.1 


ref|NR_025515.1 
1745863 174730 
Streptos 


ref |NR_025494.1 


ref |NR_025493.1 


ref|NR_025492.1 
1774532 177597 


ref|NR_025488.1 
Micrococcaceae 
ref|NR_025424.1 
1873541 187493 
Micrococc 


ref |NR_025379.1 


ref|NR_025375.1 
1937348 193875 
Micrococ 


ref |NR_025368.1 
1948071 194955 
Micrococcin 


ref |NR_025352.1 


ref|NR_025292.1 
2056438 205792 
Streptom 


ref |NR_025291.1 
2057971 205946 


ref|NR_025286.1 
61 Cellulophaga 
; Cellulophaga. 
ref|NR_025263.1 


Micrococcineae; Microbacteriaceae; 


Cetobacterium somerae 
somerae Bacteria; 


Actinomadura 
0 Actinomadura 


porangineae; 


Streptomyces arenae 


arenae Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 
1 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Microbacterium 
0 Microbacterium 


eae; Microbacteriaceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 
Clostridium. 


Streptomyces 
0 Streptomyces 
ycineae; 


Streptomyces 
9 Streptomyces 


reptomycineae; 


Cellulophaga baltica 


baltica Bacteria; 


Mesonia algae strain 
a; Bacteroidetes; 


ref|NR_025250.1 


Streptomyces humiferus 


strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 


222904 Bacteria_16S 2168486 2168406 9 89 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
222904 Bacteria_16S 2261138 2261058 9 89 gi|219857559|ref|NR_025147.1| Streptomyces 


thermospinosisporus strain AT10 16S ribosomal RNA, part 
thermospinosisporus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 

222904 Bacteria_16S 2616256 2616196 26 
strain SEBR 4211 


86 gi 


ia 
te. 


219857255 
16S ribosomal RNA, partial sequence 2615060 26165 


1 sequen 
ridae; Actinomycetales; 


ce 2259931 22614 


ref|NR_024886.1 


5 


2 Streptomyces 
Streptomycineae; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae Sedis; Fusibacter. 

222904 Bacteria_16S 2691867 2691800 28 95 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Salegentibacter. 

222904 Bacteria_16S 2711310 2711251 28 87 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

222904 Bacteria_16S 2894731 2894655 13 89 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

222904 Bacteria_16S 2896226 2896150 13 89 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

222904 Bacteria_16S 2897720 2897644 13 89 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

222904 Bacteria_16S 2899194 2899134 28 88 gi| 219856857 |ref|NR_024676.1| Micropruina 


glycogenica strain Lg2 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Micropruina. 
222904 Bacteria_16S 2956869 2956793 13 89 gi 
ketosireducens strain IFO 14548 16S ribosomal RNA, partia 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae 


Microbacteriaceae; Microbacterium. 

222904 Bacteria_16S 2958327 2958251 13 89 gi| 219856818 |ref|NR_024637.1 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 295857 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

222904 Bacteria_16S 2959788 2959712 13 89 gi| 219856817 |ref|NR_024636.1 


luteolum strain IFO 15074 16S ribosomal RNA, partial sequ 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Acti 
Microbacterium. 
222904 Bacteria_16S 
thermovulgaris st 


2981229 2981149 9 89 gi 
rain R10 16S ribosomal RNA, partial sequ 


e 
es; 


219856819 
1 sequence 2955705 29571 
; Actinomycetales; 


ence 


219846936 


ence 


28980 
Prop 


nomyceta 


ionibacterineae 


ref|NR_024638.1 


1 


2958622 29600 
les; 


6 


ref |NR_026528.1 
2980041 298152 


36 2899473 Microp 


ruina glycogenica 
Nocardioidaceae; 


Microbacterium 
4 Microbacterium 


Micrococcineae; 


Microbacterium 
1 Microbacterium 


neae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Streptomyces 
6 Streptomyces 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

222904 Bacteria_16S 3026647 3026611 32 68 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
222904 Bacteria_16S 3045011 3044935 13 89 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

222904 Bacteria_16S 3069169 3069093 13 89 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

222904 Bacteria_16S 3084360 3084296 35 99 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

222904 Bacteria_16S 3115791 3115715 13 89 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

222904 Bacteria_16S 3232342 3232290 35 87 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 


strain DSM 10020 


Firmicutes; Clostridia; Clostridiales; Clostridiales Fami 


16S ribosomal RNA, partial sequence 3231181 32326 


ly XI. 


222904 Bacteria_16S 3235442 3235382 25 85 gi 


219846764 


56 Peptoniphilus 


Incertae Sedis; P 


harei Bacteria; 
eptoniphilus. 


ref|NR_026356.1 


Thermosyntropha 


lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 


Bacteria; Firmicutes; Clostridia; Clostridiales; 


Syntrophomonadaceae; 


Thermosyntr 


opha. 


222904 Bacteria_16S 


strain DSM 7083 1 


3356891 3356815 13 89 gi 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 


ref|NR_026271.1 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 

222904 Bacteria_16S 3358455 3358379 13 89 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

222904 Bacteria_16S 3373662 3373622 27 67 gi|219846668|ref|NR_026260.1| Halanaerobacter 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 3373950 Halanaerobacter 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 

222904 Bacteria_16S 3400928 3400852 13 89 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

222904 Bacteria_16S 3450208 3450128 9 89 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

222904 Bacteria_16S 3453334 3453258 13 89 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


222904 Bacteria_1 


strain DSM 20550 


6S 3456389 3456313 13 89 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


222904 Bacteria_1 


strain DSM 20546 


6S 3462454 3462378 13 89 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


222904 Bacteria_1 


strain DSM 20545 


6S 3465500 3465424 13 89 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


222904 Bacteria_16S 
globiformis strai 
globiformis Bacte 


Arthrobacter. 


222904 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


222904 Bacteria_16S 


3471590 3471514 13 89 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3480691 3480615 13 89 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3500348 3500308 27 


67 gi 


oc 


oc 


oc 


oc 


s 


1 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
occineae 
219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
occineae 
219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
occineae 
219846595 


equence 


Actinomyc 
219846589 
sequence 


Actinomyc 


219846576 


strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 35006 


Fusobacteria; Fus 


222904 Bacteria_16S 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; 
3506334 3506258 13 89 


ct 


erium. 


219846572 


strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


222904 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


222904 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


222904 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


222904 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


222904 Bacteria_16S 


thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 


222904 Bacteria_16S 


franzmannii strai 
Bacteria; Bactero 


222904 Bacteria_16S 


salegens strain D 
salegens Bacteria 


3507852 3507776 13 89 gi 
DSM 20166 16S ribosomal RNA, partial s 


3509373 3509297 13 89 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 

3510893 3510817 13 89 gi 
DSM 20530 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 


v 


3638739 3638659 9 89 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3640291 3640211 9 89 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 

3793777 3793718 28 87 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3815051 3814984 28 95 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 


, 


’ 


, 


222904 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 


3920001 3919921 9 89 gi 
16S ribosomal RNA, complete sequence 


oc 


2 
1 
7 


ct 


s 
id 


re 
ac 


nc 
S; 


ue 
ac 


uence 


19846570 
sequence 
Actinomy 


219846569 
eq 


uence 
inomycet 


219846480 


equence 
ae; Acti 


219846479 


ial sequ 
teridae; 


219846368 


e 37926 


nce 
teriales 


219846281 


occineae; 


occineae 
219846571 
eq 


a; Actinobacteria; Actinobacteridae; Actinomycet 


Flavoba 
219846353 


3 Micrococcacea 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026187.1 

3470399 347186 
etales; Micrococ 


ref |NR_026181.1 
3479494 348091 
etales; Actinomy 


ref|NR_026168.1 
73 Cetobacterium 


ref |NR_026164.1 


; Microbacteriac 
ref|NR_026163.1 

3506673 350814 
ales; Micrococci 
ref|NR_026162.1 

3508192 350966 
cetales; Microco 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


v 


ref|NR_026072.1 
3637554 363905 
nomycetales; Str 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref|NR_025944.1 

3813879 381534 
; Flavobacteriac 


e: 


Micrococcus. 
Arthrobacter agilis 


’ 


agilis Bacteria; 


; Arthrobacter. 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter pascens 


pascens Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Actinomyces 
5 Actinomyces 


cineae; 


Cetobacterium ceti 
ceti Bacteria; 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


v 


Polaribacter 

bacter franzmannii 
ribacter. 
Salegentibacter 

9 Salegentibacter 
eae; Salegentibacter. 


ref|NR_025871.1 


Streptomyces tendae 


3918787 3920316 Streptomyces tendae Bacteria; 


Streptomycineae; 


Streptomyceta 


ceae; Streptomyces. 


222904 Bacteria_1 


strain ATCC 25495 


Bacteria; Actinob 


Streptomyces. 


222904 Bacteria_1 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 
222904 Bacteria_16S 


strain KMM 6050 1 
Bacteroidetes; Fl 


222904 Bacteria_16S 
KMM 6031 16S ribo 


Flavobacteria; Fl 


222904 Bacteria_16S 
mishustinae strai 
mishustinae Bacte 
222904 Bacteria_16S 


strain NRRL B-161 


Bacteria; Actinob 
222904 Bacteria_16S 
alkalitolerans st 
alkalitolerans Ba 
C 
222904 Bacteria_16S 


Micrococcaceae; 


strain CPJVR-H 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
222904 Bacteria_16S 
n RMA 12708 16S ribosomal RNA, partial 
Fu 


canifelinum strai 
canifelinum Bacte 


222904 Bacteria_16S 
n VK-A60 16S ribosomal RNA, partial se 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 


222904 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


222904 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


222904 Bacteria_16S 


strain B 5329 16S 


strain Prevot 247 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


222904 Bacteria_16S 
YU 636-3 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Actinomycet 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


222904 Bacteria_16S 


strain DSB MGU 15 


strain B7-43 16S 
Proteobacteria; D 
antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 


222904 Bacteria_16S 


putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 


222904 Bacteria_16S 


strain R9242 16S 


6S 3921582 3921502 9 89 gi 
16S ribosomal RNA, complete sequence 


6S 3923163 3923083 9 89 
n ATCC 14975 16S ribosomal RNA, 


gi 


; Streptomyces. 


3986895 3986836 28 87 gi 
avobacteria; Flavobacteriales; 
3991341 3991282 28 87 gi 
avobacteriales; Flavobacteriaceae; 
3992837 3992770 28 95 gi 
n KMM 6049 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; 


4033600 4033524 13 89 gi 


4059170 4059094 13 89 


gi 


itricoccus. 
4127268 4127188 9 89 
S ribosomal RNA, partial sequence 


gi 


4182669 4182629 27 67 gi 
Fusobacteria; 
4205282 4205202 9 


Fusobacteriales; 
89 


ria; 
gi 


ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

22318 22255 26 89 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
34601 34558 26 69 gi 


v 


gi 


oriobacteridae; Coriobacteriales; 
49559 49504 13 68 
ribosomal RNA, partial sequence 


gi 


127126 127071 13 68 


gi 


163503 163428 13 88 


gi 


343554 343491 26 89 


gi 


349594 349539 13 68 


gi 


362919 362880 28 67 
ribosomal RNA, partial sequence 


gi 


420991 420916 13 88 gi 
KM Ac-2118 16S ribosomal RNA, partial 


, 


436546 436467 9 88 gi 
ain F18-98 16S ribosomal RNA, partial 


; Kitasatospora. 


569587 569532 13 68 
ribosomal RNA, partial sequence 


gi 


acteria; Actinobacteridae; Actinomycet 


comple 
ria; Actinobacteria; Actinobacteridae; 


Flavoba 


Fla 


53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


Stre 


21157 


98 16S ribosomal RNA, partial sequence 
Cori 


48372 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
222904 Bacteria_16S 
7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
222904 Bacteria_16S 
n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 


eltaproteobacteria; Desulfovibrionales 
222904 Bacteria_16S 


Actinobacteria; Actinobacteridae; Ac 


teria; Actinobacteria; Actinobacterida 


219846280 
ales; 
219846279 
te 


219846234 


6S ribosomal RNA, partial sequence 3985718 39871 
eriaceae 


Ct 
219846231 


somal RNA, partial sequence 3990163 3991609 Piboc 
Pib 


ocella. 
219846230 
sequence 
vo 
219846201 
40324 
ales; 
219846181 
ia 
ae; 


v 


219846132 


4126077 41275 
omycinea 


pt 
219846089 
sequence 
so. 
219846072 
quence 
Actinomyc 


265679049 
22626 
Propionis 

265679041 
33436 


265679031 
49856 


265678978 
12591 


265678954 
ence 16233 
ales; 


265678829 
quence 


265678825 
34841 

ococcineae 

265678813 


361716 36321 
Desulfov 


a 
265678774 
sequence 
tinomyceta 


265678764 
sequence 


265678673 


39203 
Stre 


sequenc 
Actinomyc 


bacteria 


Glyc 


1 sequen 
Actino: 


bacteria 


obacterine 


nomycineae 


nomycineae 


Micr 


e; Actinomycet 


ref |NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


ref|NR_025869.1 
e 3921948 392347 
etales; Strepto 


ref |NR_025824.1 


7 Gr 
ref 
ella 


amella. 
NR_025821.1 
ponti Bacte 


ref |NR_025820.1 

3991660 399309 
les; Flavobacter 
ref|NR_025791.1 
01 4033899 Glyco 
omycineae; Glyco 
ref|NR_025771.1 
ce 4057969 405944 
mycetales; Micro 


ref|NR_025722.1 
64 Streptomyces 
e; Streptomyceta 
ref|NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref|NR_025662.1 

4204078 420556 
etales; Streptom 


rs 


ref |NR_029357.1 

Propionispira 
pira. 
ref |NR_029349.1 

34786 Atopob 
ae; Coriobacteri 
ref |NR_029339.1 

Actinobaculum 
; Actinomycetace 
ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref |NR_029262.1 
4 163815 Brevib 
ococcineae; Brev 


ref |NR_029134.1 

342395 343854 
ales; Frankinea 
ref|NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; Des 


e: 


Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


mycineae; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Glycomyces arizonensis 


myces arizonensis 


mycetaceae; Glycomyces. 
Citricoccus 

8 Citricoccus 

coccineae; 


Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Fusobacterium 
4 Fusobacterium 
ium. 
Streptomyces 
5 Streptomyces 
ycineae; 


Propionispira arboris 
arboris Bacteria; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 
Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Cryptosporangium 
Cryptosporangium 
; Cryptosporangiaceae; 
Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 


ref |NR_029079.1 
419777 421277 
les; Micrococcin 


ref|NR_029069.1 
435340 436871 
ales; Strept 


ref 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Kitasatospora 
Kitasatospora 


omycineae; 


Actinobaculum urinale 


NR_028978.1 


568394 569881 Actinobaculum urinale Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 


222904 Bacteria_ 


strain CCUG 42773 


222904 Bacteria_ 
strain CMS90 16S 


222904 Bacteria_ 


pluranimalium str 
pluranimalium Bac 


Actinomycetaceae; 
222904 Bacteria_ 


16S 596628 596573 13 68 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
16S 646980 646905 13 88 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
16S 669410 669355 13 68 gi|265678603|ref|NR_028908.1| Arcanobacterium 
ain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Arcanobacterium. 
16S 674039 673984 13 68 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 


strain M343/98/2 


222904 Bacteria_ 
strain AIP313.00 


16S 805550 805491 9 68 gi 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


265678509 


16S ribosomal RNA, partial sequence 804384 80579 


nomycineae 


; Actinomycetace 
ref|NR_028812.1 
1 Anaeroglobus 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Anaeroglobus geminatus 


geminatus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

222904 Bacteria_16S 969180 969101 9 88 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

222904 Bacteria_16S 984425 984350 9 84 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

222904 Bacteria_16S 1028809 1028751 28 86 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

222904 Bacteria_16S 1115029 1114954 13 88 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 


Actinobacteria; Actinoba 
222904 Bacteria_16S 


sanguinis strain 


Bacteria; Actinob 


Brevibacterium. 


222904 Bacteria_16S 
CMS 81 16S riboso: 


Actinobacteridae; 


222904 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; 


socranskii subsp. 


222904 Bacteria_16S 
buccale st 


subsp. 
socranskii subsp. 


222904 Bacteria_16S 


strain NCIMB 7030 


Flavobacteria; Fl 


222904 Bacteria_16S 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partia 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacte 


Ba 
222904 Bacteria_16S 
subsp. paredis st 


1133157 1133082 13 
CF63 16 
acteria 


88 gi 


v 


1137670 1137595 13 
mal RNA, complete sequence 
Actino: 


88 gi 


1174088 1174022 28 94 gi 
16S ribosomal RNA, partial sequence 
cteroidetes; Flavobacteria; 


1252497 1252422 9 84 gi 


paredis Bacteria; Spirochaetes; 
1254024 1253949 9 84 gi 
buccale Bacteria; Spirochaetes; 


1299105 1299030 13 88 gi 


1369190 1369151 28 67 gi 


1375296 1375238 28 86 gi 


avobacteriales; Flavobacteriaceae; 


1454082 1454007 13 88 gi 


Micrococcaceae; Arthrobacter. 


222904 Bacteria_16S 


paranensis strain 
paranensis Bacter 
Streptomycetaceae 


222904 Bacteria_16S 


terrestris strain 
terrestris Bacter 
Streptomycetaceae 


222904 Bacteria_16S 


gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 


222904 Bacteria_16S 


1556743 1556664 9 88 gi 
HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1558237 1558158 9 88 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1559731 1559652 9 88 gi 
HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
1603965 1603890 13 


, 


v 


, 


88 gi 


cteridae; Actinomycetales; Kine 


S ribosomal RNA, partial sequen 
Actinobacteridae; Actinomycet 


mycetales; Micrococcineae; Micr 


Flavobacte 


rain ATCC 35535 16S ribosomal RNA, par 
Spiro 


rain ATCC 35534 16S ribosomal RNA, par 
Spiro 


55 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 
magneticus strain RS-1 16S ribosomal RNA, 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
222904 Bacteria_16S 
OT-1 16S ribosomal RNA, partial sequence 


complete sequ 


253680768 
ce 11319 
ales; 


253680765 


1136447 1137959 Leifs 
obacteriac 


228719222 
11729 

riales; 

219857241 


chaetales; 
219857240 


chaetales; 
219846893 
12979 


228718692 
ence 13679 
ibrionales 
228717906 


1374101 1375614 Kordi 
Kor 


dia. 
224581418 


ridae; Act 


219846194 
equence 
Actinomyce 


219846193 
equence 
Actinomyce 


219846192 
equence 
Actinomyce 


219878475 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


osporiinea 


Micr 


Fl 


tial seque 


tial seque 


ococcineae 


1 sequence 


e; Kineosporiace 
ref|NR_028016.1 
55 1133449 Brevib 
ococcineae; Brev 


ref 
onia 


NR_028013.1 
aurea Bacte 
eae; Leifsonia. 
ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref |NR_024869.1 
nce 125128 
Spirochaetaceae 
ref |NR_024868.1 
nce 125281 
Spirochaetaceae 
ref|NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027568.1 
a algicida OT-1 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


ref|NR_025784.1 
1555586 155703 
tales; Streptomy 


ref|NR_025783.1 
1557082 155852 
tales; Streptomy 


ref|NR_025782.1 
1558576 156000 
tales; Streptomy 


ae; Kineosporia. 
Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Treponema socranskii 

9 1252767 Treponema 
Treponema. 

Treponema socranskii 

8 1254294 Treponema 
Treponema. 
Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


v 


’ 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


ref |NR_025614.1 
1602772 160426 


Brevibacterium 
4 Brevibacterium 


picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 

222904 Bacteria_16S 1669294 1669239 13 68 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
222904 Bacteria_16S 1736324 1736269 13 68 gi| 219878384 |ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

222904 Bacteria_16S 1739370 1739315 13 68 gi|219878382|ref|NR_025521.1| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

222904 Bacteria_16S 1760768 1760705 26 89 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

222904 Bacteria_16S 1762289 1762226 26 89 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

222904 Bacteria_16S 1799909 1799834 13 88 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

222904 Bacteria_16S 1835086 1835031 13 68 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 

222904 Bacteria_16S 1848947 1848892 13 68 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

222904 Bacteria_16S 1880819 1880756 26 89 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

222904 Bacteria_16S 1902354 1902299 13 68 gi|219878262|ref|NR_025401.1| Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

222904 Bacteria_16S 1911055 1911000 13 68 gi| 219878256 |ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

222904 Bacteria_16S 1912520 1912448 26 99 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

222904 Bacteria_16S 1934005 1933966 28 67 gi|219878239|ref|NR_025378.1| Desulfomicrobium orale 


strain DSM 12838 


Proteobacteria; D 


222904 Bacteria_16S 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
222904 Bacteria_16S 


strain CF-25 16S 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


222904 Bacteria_16S 


strain NN0O15860 1 
Bacteroidetes; Fl 


222904 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


222904 Bacteria_16S 


strain YIM 21741 


222904 Bacteria_16S 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


eltaproteobacteria; Desulfovibrionales; 


1952364 1952309 13 68 gi 
16S ribosomal RNA, partial sequence 
no 
1958260 1958185 13 88 
ribosomal RNA, partial sequence 


gi 


oc 
1981089 1981034 13 68 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

2063636 2063578 28 


al 
ba 


86 gi 


avobacteria; Flavobacteriales; Flavobact 
2183669 2183614 13 68 gi 
ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

2229072 2229017 13 


qu 
e; 
68 gi 


oc 


16S ribosomal RNA, partial sequence 1932811 19342 


219878227 


219878223 
1957067 19585 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


222904 Bacteria_16S 219878208 


219878148 
6S ribosomal RNA, partial sequence 2062466 20639 


219857611 


219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Desulfomicrobiaceae; Des 
ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref |NR_025347.1 
e 1979903 198138 
Actinomycetale 


19511 
mycineae 


occineae 


sequenc 
cteridae 


’ 


ref |NR_025287.1 
37 Cellulophaga 
; Cellulophaga. 
ref|NR_025200.1 
ence 182453 218387 
Actinomycetales; Actino 


eriaceae 


ND 


ref |NR_025168.1 


occineae; Microbacteriac 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 
Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Cellulophaga fucicola 


fucicola Bacteria; 


Actinomyces 
7 Actinomyces 
mycineae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 


2247250 2247191 9 68 gi 


219857568 


ref|NR_025156.1 
2246040 224756 


Streptomyces 
5 Streptomyces 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
222904 Bacteria_16S 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
222904 Bacteria_16S 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


2329393 2329338 13 


2347488 2347413 13 


Micrococcaceae; Arthrobacter. 


222904 Bacteria_16S 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


2348997 2348922 13 


Micrococcaceae; Arthrobacter. 


222904 Bacteria_16S 
strain ATCC 49929 


Propioniferax. 
222904 Bacteria_16S 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequen 
australiense Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


222904 Bacteria_16S 


chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


2358140 2358065 13 


2359656 2359601 13 


2517294 2517219 13 


Micrococcaceae; Arthrobacter. 


222904 Bacteria_16S 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
222904 Bacteria_16S 


albus strain JL 83 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
222904 Bacteria_16S 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
222904 Bacteria_16S 


burkinensis strain HDv 16S ribosomal RNA, partial sequence 


Bacteria; 
222904 Bacteria_16S 


2518788 2518729 9 


2553051 2552972 9 


2554612 2554533 9 


2606934 2606895 28 


2614682 2614643 28 


68 


88 


88 


88 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


68 


88 


68 


88 


complete sequence 


88 


complete sequence 25534 


67 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


67 


strain CVL 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


222904 Bacteria_16S 


2772792 2772733 9 


68 


gi| 219857510 


gi|219857496 


gi] 219857495 


gi| 219857489 
23569 
gi| 219857488 
Actinomy 
gi| 219857366 
Acti 
gi| 219857365 
Actinomy 
gi| 219857342 
25518 
Stre 
gi| 219857341 
Stre 


gi| 219857264 
26057 


gi|]219857256 
2613469 26150 
Desulfov 
gi|219857136 


sequence 2328328 232964 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref |NR_025098.1 


ref|NR_025084.1 
2346319 234777 
Microc 


ref|NR_025083.1 
2347826 234928 


ref|NR_025077.1 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


ref |NR_024954.1 
2516115 251756 
nomycetales; Mic 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto 


ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024764.1 


venezuelae strain 


strain VPI-C6-61 
Firmicutes; 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


Ac 
Streptomyces. 
2792448 2792377 28 99 gi 


2843753 2843674 9 88 gi 
SK-3255 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Actinobacteridae; Act 
; Kitasatospora. 


JCM 4526 16S ribosomal RNA, partial seq 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
222904 Bacteria_16S 


uence 


219857122 
16S ribosomal RNA, partial sequence 2791299 27926 
Clostridia; Clostridiales; Lachnospiraceae; C 
222904 Bacteria_16S 


ence 


tinomycetales; 


inomycetales; 


222904 Bacteria_16S 
strain IAM 14848 


222904 Bacteria_16S 
strain IAM 14851 


222904 Bacteria_16S 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 
222904 Bacteria_16S 
strain DSM 10022 
Firmicutes; 
222904 Bacteria_16S 


2900726 2900671 13 


2902260 2902205 13 


3224892 3224837 13 


3230825 3230766 26 


Clostridiales; 
3244635 3244564 28 


68 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


68 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


68 


85 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridia; 


99 


gi| 219856856 


gi|219856855 


gi|219846771 
32236 


gi|219846767 


gi|219846758 


2771601 277308 
Streptomy 


ref|NR_024750.1 


ref|NR_024714.1 
2842551 284406 
Streptomyc 


ref|NR_024675.1 
; Microbacteriac 
ref|NR_024674.1 


ref|NR_026363.1 


ref|NR_026359.1 
30 Peptoniphilus 


ref |NR_026350.1 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 


Desulfonatronovibrio. 


Streptomycineae; 


Microbacterium 
4 Microbacterium 


Micrococcineae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 


Micrococcineae; 


Propioniferax innocua 


68 2358432 Propioniferax innocua 
Propionibacterineae; 


Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Streptomyces 

3 Streptomyces 

cineae; 


Coprococcus catus 


13 Coprococcus catus Bacteria; 
oprococcus. 
219856895 


Kitasatospora 
5 Kitasatospora 
ineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 
; Microbacteriaceae; 


Leucobacter. 
Actinomyces europaeus 


89 3225098 Actinomyces europaeus 
Actinomycineae; Actinomycetaceae; 


Peptoniphilus ivorii 
ivorii Bacteria; 


Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 


Desulfonatronovibrio 


3243444 324494 


6 Desulfonatronovibrio 


222904 Bacteria_16S 3360006 3359943 26 89 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

222904 Bacteria_16S 3394854 3394779 13 88 gi|219846649|ref|NR_026241.1| Brevibacterium iodinum 
strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 3395147 Brevibacterium iodinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
222904 Bacteria_16S 3402454 3402379 13 88 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

222904 Bacteria_16S 3403992 3403917 13 88 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

222904 Bacteria_16S 3405522 3405447 13 88 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

222904 Bacteria_16S 3407049 3406974 13 88 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 


strain DSM 20116 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


222904 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


222904 Bacteria_16S 


nicotinovorans st 


nicotinovorans Ba 
Micrococcaceae; Arthrobacter. 
222904 Bacteria_16S 


polychromogenes s 
polychromogenes B 


Micrococcaceae; Arthrobacter. 
222904 Bacteria_16S 


crystallopoietes 
crystallopoietes 


Micrococcaceae; Arthrobacter. 
222904 Bacteria_16S 


oc 
3417614 3417559 13 68 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3448641 3448582 9 68 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3460932 3460857 13 88 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


ti 
ae 


s 
Ac 


’ 


te 
ae 


3463976 3463901 13 88 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


ti 
da 


3468544 3468469 13 88 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


3470070 3469995 13 88 gi 


16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 


’ 


219846611 


equence 


219846602 
sequenc 
Actino: 


v 


219846600 
al seque 
Actin 


e; 


219846597 
rtial sequ 
idae; Acti 


219846596 


strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 34703 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 


3479233 3479178 13 68 gi 


ococcineae 
219846590 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 34794 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
222904 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


222904 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


222904 Bacteria_16S 


strain DSM 44070 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermocrispum. 

222904 Bacteria_16S 3498888 3498833 13 68 gi| 219846577 |ref|NR_026169.1 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
222904 Bacteria_16S 3503279 3503204 13 88 gi|219846574|ref|NR_026166.1 


strain DSM 20425 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
222904 Bacteria_16S 3605672 3605606 28 94 gi|219846503|ref|NR_026095.1 
sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 3604483 360597 
sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Fl 
Capnocytophaga. 

222904 Bacteria_16S 3641854 3641775 9 88 gi|219846478|ref|NR_026070.1 


no: 
3485187 3485128 9 68 gi 
Stre 
3486754 3486695 9 68 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3494444 3494381 26 89 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 
3495824 3495761 26 
16S ribosomal RNA, 


pt 
s 


’ 


se 
Ac 


89 gi 
complete sequence 


equence 


Actinomyc 


219846580 


quence 


219846579 


34946 


16S ribosomal RNA, partial sequence 3502100 35035 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 


occineae 
219846633 
al seque 
Actino: 


tinomyce 


mycineae 
219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
222904 Bacteria_16S 


omycinea 
219846585 


tinomyce 


> Mi 
ref 
nce 


myce 


crococcaceae 
NR_026225.1 
341641 
tales; Actin 
ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


ref |NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref 
nce 
omyc 


NR_026192.1 
346278 
etales; Micr 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


’ 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref |NR_026182.1 
; Actinomycetace 
ref|NR_026178.1 
99 Streptomyces 
treptomyceta 
4870 


es; Streptom 


tale 


ref|NR_026171.1 
39 3496156 Thermo 


45 Arthrobacter aurescens Bacteria; 


, 


Arthrobacter. 
Actinomyces 

6 3417841 Actinomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
cineae; 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 

ycineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Capnocytophaga 

1 Capnocytophaga 

avobacteriaceae; 


3640656 364213 


Kitasatospora 
0 Kitasatospora 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


222904 Bacteria_ 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


222904 Bacteria_ 


strain OS-3256 16 
Actinobacteria; Actinobacteridae; Actinomycetales; 


222904 Bacteria_ 


fusiformis strain 
Bacteria; Verruco 


222904 Bacteria_ 


debontii strain F 
Bacteria; Verruco 


222904 Bacteria_ 


vanneervenii stra 
Bacteria; Verruco 


222904 Bacteria_ 
dejongeii strain 


Bacteria; Verruco 


222904 Bacteria_ 


helveticus strain 
Proteob 


Bacteria; 
222904 Bacteria_ 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


222904 Bacteria_ 


epiphytica strain 
epiphytica Bacter 


222904 Bacteria_ 


strain SRL4225 16 
D 


Proteobacteria; 
222904 Bacteria_ 
strain GB8-1 16S 
Firmicutes; 
222904 Bacteria_ 


permense strain V 
permense Bacteria 


Brevibacterium. 
222904 Bacteria_ 


strain KMM 3637 1 


strain Y12-2 16S 
Bacteroidetes; 


Bacteroidetes; 


Clost 


Fl 
222904 Bacteria_16S 
strain SW49 16S r 
Fl 
222904 Bacteria_16S 
thermobenzoicum s 


16S 3643386 3643307 9 88 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

16S 3644918 3644839 9 88 gi 
S ribosomal RNA, partial sequence 
Stre 
3705542 3705503 28 67 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
16S 3707060 3707021 28 67 gi 
C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
16S 3708579 3708540 28 67 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
16S 3710097 3710058 28 67 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
16S 3808845 3808806 28 67 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
16S 3927905 3927846 9 68 gi 
in RL-110 16S ribosomal RNA, complete 
eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 

16S 4015305 4015247 28 86 gi 
KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
16S 4065244 4065205 28 67 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
16S 4086555 4086496 26 85 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
16S 4113602 4113527 13 88 gi 
KM Ac-2280 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


16S 


, 


16S 4121156 4121081 13 88 gi 


4200744 4200669 13 88 
ribosomal RNA, partial sequence 


gi 


4226608 4226550 28 86 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
4229552 4229494 28 86 
ibosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
4231109 4231051 26 84 gi 
ubsp. thermosyntrophicum strain TPO 16 


gi 


Flavoba 
gi 


s 


ro. 


en 
ro. 


e 
ro 


en 
ob 


se 


v 


eq 
ob 


’ 


ea 


se 
ti 


oc 


oc 


ct 


ct 


219846477 
Actinomyc 


219846476 
3643713 36451 
pt 
219846433 
ce 
ro 
219846432 


219846431 


219846430 


219846357 


219846276 


219846213 


219846176 
4064043 40 


219846162 
4085324 40 


219846142 


219846137 
6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 
strain CA15-8 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_16S 


219846075 
4199561 42010 


219846051 
4225434 42268 


219846049 
4228378 42297 


ref|NR_026069.1 
3642181 364366 
etales; 


equence 


ref|NR_026068.1 
93 Kitasatospora 
e; S 
ref 


omycinea 
NR_026024.1 

37043 
biales; Verr 
ref |NR_026023.1 
70 3707337 Prost 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prost 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prost 
Verrucomicrobiac 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref|NR_025866.1 

3926691 392822 
cetales; Strepto 


37058 
biales; 


ce 37073 
biales; 


37089 
biales; 


ce 38076 
acterale 


quence 
Actinomy 


ref|NR_025803.1 

4014130 401555 
es; Flavobacteri 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025752.1 


uence 
acterial 


655 
Desulfov 
868 


e; ntropho 
ref 
4 


les; 


monas. 
NR_025732.1 
112427 411388 
Micrococcin 


Sy 


quenc 
nomyc 


e 
eta 


ref|NR_025727.1 


occineae; Brevibacteriac 
ref|NR_025665.1 
31 Arthrobacter 
; Micrococcaceae 
ref|NR_025641.1 


occineae 


; Ae 
ref 


eriaceae quorivita. 


NR_025639.1 


eriaceae; Aequorivita. 


s 


219846048 


ref 
1 RN 


NR_025638.1 


ribosoma A, partial s 


treptomyceta 
51 3705819 Prosth 
ucomicrobiac 
h 


h 


h 


Streptomycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 

Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 

Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 

Streptomyces 
0 Streptomyces 
mycineae; 


Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 
Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Arthrobacter koreensis 


koreensis Bacteria; 


, 


Arthrobacter. 
Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


strain 1502-91 16 
Bacteroidetes; Fl 


222904 Bacteria_16S 
proteolyticum str 
Firmicu 
222904 Bacteria_16S 


Bacteria; 


strain McClung 20 
Bacteria; 


polysaccharolytic 


Thermoanaerobacte 


222904 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


Pe 
222904 Bacteria_16S 


Firmicu 
222904 Bacteria_16S 


tes; Clostridia; Clostridiales; Clostr 
209551 209493 9 67 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
270339 270297 26 68 gi 


um strain KMTHCJT 16S ribosomal RNA, p 


rales; Thermoanaerobacterales Family I 


ptococcaceae; Desulfotomaculum. 
28389 28332 28 85 gi|265679045|ref|NR_029353.1 
S ribosomal RNA, partial sequence 27210 28718 
avobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
181768 181710 9 67 gi|265678942|ref|NR_029250.1 
ain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostr 


id 


idiaceae; 

265678880 
artial seq 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


II 


287023 286973 17 67 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


265678923 


265678869 
285875 287290 Mycoplasma testudinis Bacteria; 


Clostridium. 
ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref |NR_029186.1 
uence 269183 


iaceae; 


20835 


Incertae Sedis; Thermo 


Coenonia anatina 


Coenonia anatina Bacteria; 


Clostridium 
idium proteolyticum 


Clostridium sporogenes 
idium sporogenes 


Thermoanaerobacterium 
270620 


anaerobacterium. 


ref|NR_029175.1 


Mycoplasma testudinis 


222904 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


222904 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


222904 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


222904 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


222904 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


222904 Bacteria_16S 
somal RNA, partial sequence 1162257 1163688 Meiot 


DSM 9946 16S ribo 
Deinococcus-Therm 


222904 Bacteria_16S 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


222904 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


222904 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


222904 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


222904 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


222904 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


222904 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


222904 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


222904 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


222904 Bacteria_16S 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


222904 Bacteria_16S 
6S ribosomal RNA, partial sequence 1747351 17488 


strain DSM 1672 1 
Firmicutes; Clost 


222904 Bacteria_16S 


paraconglomeratum 
paraconglomeratum 
Dermabacteraceae; 


222904 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


ribosomal RNA, partial sequence 


623853 623799 11 65 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

851081 851023 9 67 


ribosomal RNA, partial sequence 


gi 


Deinococci; Thermales; 
1257058 1257016 26 


Thermaceae; 
68 gi 


us; 


acteria; Actinobacteridae; Actinomycet 


1302132 1302090 26 68 gi 


ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


ridia; Clostridiales; Veillonellaceae; 
1763811 1763749 26 88 gi 
strain LMG 19861 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Brachybacterium. 

1885555 1885493 26 


88 gi 


ridia; Clostridiales; Veillonellaceae; 


222904 Bacteria_16S 


strain MIT 97-507 


2293204 2293146 9 67 gi 
5c 16S ribosomal RNA, partial sequence 


504361 50587 
motogales; Thermotogaceae; Thermosipho. 
222904 Bacteria_16S 
n IMMIB D-1488 16S ribosomal RNA, part 


849874 85135 


219857144 


16S ribosomal RNA, partial sequence 1255896 12573 
Cory 


ales; 


219846639 


1304017 13055 


1543657 15451 


Megamonas 
219878363 
ar 
spr 


dae; Act 


219878276 


6S ribosomal RNA, partial sequence 1884339 18858 


Sporomusa 
219857536 
22920 


Meiothermus. 


tial seq 


314502 314444 9 67 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
3 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

505543 505489 45 99 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


265678636|ref|NR_028941.1| Corynebacterium 

ial sequence 622694 624168 Corynebacterium 
Actinomycetales; Corynebacterineae; 
265678479|ref|NR_028782.1| Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


ridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
970740 970682 9 67 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 

rain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 

cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
1128622 1128564 9 67 gi|253680771|ref|NR_028019.1| Helicobacter 

B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 

ia; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
1163391 1163326 28 94 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 


hermus silvanus DSM 9946 Bacteria; 
ref|NR_024772.1| Corynebacterium 

49 Corynebacterium efficiens YS-314 
nebacterineae; Corynebacteriaceae; 


ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 


tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
losiruptor. 
1305242 1305200 26 68 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
losiruptor. 

1325151 1325109 26 68 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
7R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
7R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
tae Sedis; Caldicellulosiruptor. 

1346558 1346496 26 88 gi|228720938|ref|NR_027599.1| Brachybacterium 
M 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
tinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 

1432738 1432648 9 99 gi|224581434|ref|NR_027216.1| Leptospirillum 
in L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

1524963 1524901 26 88 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 

16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
tes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
1544832 1544775 28 85 gi|219857262|ref|NR_024893.1| Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


avobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
1562737 1562695 26 68 gi|219846143|ref|NR_025733.1| Anoxybacillus 
rain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
cteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
1715017 1714979 28 66 gi|219878398|ref|NR_025537.1| Sphingobacterium 
M 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
1748562 1748504 28 86 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 
ref|NR_025124.1| Helicobacter aurati 
20 2293474 Helicobacter aurati Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


222904 Bacteria_16S 2338356 2338270 9 95 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

222904 Bacteria_16S 2339905 2339819 9 95 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
222904 Bacteria_16S 2559291 2559217 25 99 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

222904 Bacteria_16S 2721885 2721827 9 67 gi|219857174|ref|NR_024802.1| Sulfurovum 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

222904 Bacteria_16S 2738521 2738464 28 85 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
222904 Bacteria_16S 2759259 2759221 28 66 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

222904 Bacteria_16S 2828551 2828497 45 99 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 


strain IHB1 16S r 
Ther 


Thermotogae; 
222904 Bacteria_ 


ibosomal RNA, partial sequence 


2827347 28288 
motogales; Thermotogaceae; Thermosipho 


49 Thermosipho japonicus Bacteria; 


arcachonense stra 


arcachonense Bact 


Sulfurospirillum. 
222904 Bacteria_ 


bizzozeronii stra 
bizzozeronii Bact 


Helicobacter. 

222904 Bacteria_ 
strain NR-27 16S 
Bacteroidetes; 
222904 Bacteria_ 


tyrofermentans st 
tyrofermentans Ba 


Dermabacteraceae; 
222904 Bacteria_ 


strain Inkinen 16 
E 


Proteobacteria; 
222904 Bacteria_ 


strain LRB 8581 1 
E 


Proteobacteria; 
222904 Bacteria_ 


strain Hh-2 16S r 
E 


Proteobacteria; 
222904 Bacteria_ 


strain 165 16S ri 
E 


Proteobacteria; 
222904 Bacteria_ 


strain ST1 16S ri 
E 
222904 Bacteria_16S 
strain CS1 16S ri 
E 
222904 Bacteria_16S 
strain 4229 16S r 
Tenericutes; Moll 
222904 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain KMM 3951 1 
Bacteroidetes; 


strain KMM 3949 1 
Bacteroidetes; 


strain KMM 3947 1 
Bacteroidetes; Fl 


222904 Bacteria_16S 
sedimenticola str 


sedimenticola Bac 


222904 Bacteria_16S 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 
nitratireducens Bacteria; 


Sp 


Fl 
222904 Bacteria_16S 


Fl 
222904 Bacteria_16S 


psilonproteobacteria; Campylobacterale 
16S 3698056 3697998 9 67 gi 


psilonproteobacteria; Campylobacterale 
16S 3802810 3802752 9 67 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
16S 3819672 3819614 9 67 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
16S 3822735 3822677 9 67 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3827317 3827259 9 67 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3860428 3860378 17 67 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4088115 4088058 28 85 gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 


4089606 4089549 28 85 


Flavoba 
gi 


avobacteria; Flavobacteriales; 


4091095 4091038 28 85 
avobacteria; Flavobacteriales; Flavoba 
4092591 4092534 28 85 gi 
ain KMM 3903 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 
4173443 4173401 26 68 gi 


Firmicutes; Clostridia; 


Ss; 


Ss; 


Ss; 


Ss; 


Ss; 


Ss; 


6S ribosomal RNA, partial sequence 4086933 40 


ct 


6S ribosomal RNA, partial sequence 4088431 40 


ct 


6S ribosomal RNA, partial sequence 4089922 40 


ct 


1 
la 


219846438 
6S ribosomal RNA, partial sequence 3696887 36983 


219846361 
3801626 38030 


219846350 
3818485 38199 


219846348 
3821543 38230 


219846345 
3826129 38276 


219846322 
3859256 38606 
219846161 
219846160 


219846159 


219846158 


vobacter 


Helicobacteraceae; Heli 
ref |NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref |NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref |NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref|NR_025912.1 


Helicob 


Helicob 


Helicob 


Helicob 


Helicob 


ref|NR_025751.1 
883 
eae; Ma 


ref 


ribacter. 
NR_025750.1 


eriac 


898 
eae; Ma 


ref 


ribacter. 
NR_025749.1 


eriac 


913 
eae 


; Maribacter. 
ref|NR_025748.1 

4091411 409284 
iales; Flavobact 


eriac 


sequence 


16S 3159677 3159619 9 67 gi|219846816|ref|NR_026408.1| Sulfurospirillum 

in F1F6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
eria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 

16S 3212722 3212664 9 67 gi|219846780|ref|NR_026372.1| Helicobacter 

in CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 

eria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 

16S 3218811 3218773 28 66 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
hingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

16S 3355319 3355257 26 88 gi|219846680|ref|NR_026272.1| Brachybacterium 

rain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brachybacterium. 

16S 3647887 3647829 9 67 gi|219846473|ref|NR_026065.1| Helicobacter salomonis 
S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter salomonis Bacteria; 


cobacter. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 


eriaceae; Maribacter. 


Clostridiales; 


219846098 


ref|NR_025688.1 
4172278 417374 
Eubacteriaceae; 


Garciella 
8 Garciella 


Garciella. 


222904 Bacteria_ 


moscoviensis stra 
moscoviensis Bact 


222904 Bacteria_ 


ureafaciens strai 
Bacteria; Actinob 


Arthrobacter. 


222904 Bacteria_1 
6S ribosomal RNA, partial sequence 165488 16699 


strain NCTC 279 1 
Firmicutes; 


strain YIM 70085 


montpellierensis 
montpellierensis 


222904 Bacteria_1 
ferriphilum strai 
Bacteria; Nitrosp 
222904 Bacteria_16S 


strain NCTC 13004 
Bacteria; 


str. Twist 16S ri 


Bacteria; Actinob 
222904 Bacteria_16S 
51271 16S ribosomal RNA, 
Clost 
222904 Bacteria_16S 
strain LB37 16S r 


Firmicutes; 


Fusobacteria; Fus 


222904 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


222904 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


222904 Bacteria_16S 


hyointestinalis s 


Campylobacter hyointestinalis subsp. 


Campylobacterales 


222904 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


222904 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


222904 Bacteria_16S 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


222904 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


222904 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


222904 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


222904 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


222904 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


222904 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


222904 Bacteria_16S 


Clost 
222904 Bacteria_1 


Proteob 
222904 Bacteria_16S 


ridia; 
6S 


Clostridiales; Clostridiaceae; 
422531 422458 13 86 gi 


6S 767143 767082 26 87 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
6S 796252 796211 26 67 gi 
n P3a 16S ribosomal RNA, partial seque 


972285 972244 26 67 gi 
16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
1317400 1317347 35 88 gi 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1499447 1499374 26 99 gi 
complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1567124 1567083 26 67 gi 
ibosomal RNA, partial sequence 


psilonproteobacteria; Campylobacterale 
2515776 2515735 26 67 gi 


Ss; 


ridiales; Clostridiaceae; Caloramator. 
2526358 2526317 26 67 gi 


ubsp. lawsonii strain CHY5 16S ribosomal 


; Campylobacteraceae; Campylobacter. 


2708425 2708384 26 67 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


s 
er 


2739988 2739927 26 87 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
2768188 2768128 26 87 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 
zia. 


ce 
S; 


al 
ri 


3034336 3034263 26 99 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3241528 3241487 26 67 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3277718 3277645 26 99 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3280746 3280673 26 99 gi 


eq 
id 


Th 


eq 
le 


ridia; Clostridiales; Eubacteriaceae; 

3282265 3282192 26 99 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283789 3283716 26 99 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285314 3285241 26 99 gi 


Ac 


s 
ia 


qu 
es 


nce 


cS 


ococcineae 
265678535 
artial sequenc 
tridiales; 
265678515 
79504 
irae; Nitrospirales; Nitrospiraceae; Leptospiril 
265678396 
97110 
obacterale 
228715851 
1316224 13177 
ales; 
219846656 
1498269 1499735 Caton 
atonella. 
219846058 
1565947 15674 


obacteriales; Fusobacteriaceae; Leptotrichia. 
1935495 1935454 26 67 gi|219878238|ref|NR_025377.1 
ribosomal RNA, partial sequence 1934336 1935749 Campylobacter 


219857360 
RNA, pa 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


219857183 
equence 
Camp 


ia; 


219857161 
27388 
Thermodesul 
219857139 
sequenc 
Act 


dae; 


219846900 


uence 
iales; 


219846760 
3240430 32418 
ermobrac 
219846736 


uence 
S; 


les; 


ence 


’ 


Micr 


Campylo 
219857367 
somal RNA, partial sequence 2514611 2516064 Calor 


Eubac 
219846734 
6S ribosomal RNA, partial sequence 3279583 32810 
etobacte 
219846733 
equence 
Eub 
219846732 


Eubact 
219846731 


ref |NR_029078.1 


0 796555 Lepto 
lum. 
ref|NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref |NR_027540.1 


Ss 


ococ 
ref 
ella 


cineae; Trop 
NR_026248.1 
morbi ATCC 


ref|NR_025648.1 
31 Leptotrichia 


bact 
ref 
amat 


eraceae; 
NR_024955.1 
or coolhaasi 


ref 
rtia 


NR_024948.1 
1 sequence 


ref|NR_024811.1 
2707242 270866 
ylobacterales; H 


ref |NR_024789.1 
10 2740172 Thermo 
fobiaceae; T 
ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


ref|NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref |NR_026352.1 


Cc 


hium. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 


16S 125540 125499 26 67 gi|265678979|ref|NR_029287.1| Nitrospira 

in NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 

eria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

16S 134746 134670 13 88 gi|265678973|ref|NR_029281.1| Arthrobacter 

n NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

6S 166672 166631 26 67 gi|265678952|ref|NR_029260.1| Clostridium tetani 


5 Clostridium tetani Bacteria; 
Clostridium. 
265678773 
16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
222904 Bacteria_1 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


; Yaniellaceae; Yaniella. 
ref |NR_028839.1| Veillonella 

e 765978 767386 Veillonella 
Veillonellaceae; Veillonella. 
ref|NR_028818.1| Leptospirillum 


pirillum ferriphilum 


Campylobacter lanienae 
obacter lanienae 

aceae; Campylobacter. 
Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Catonella morbi ATCC 
51271 Bacteria; 


Leptotrichia shahii 


shahii Bacteria; 


Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Campylobacter 
2525204 2526622 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Dietzia 

5 Dietzia 
rynebacterineae; 


Clostridium 

4 Clostridium 
lostridium. 
Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Acetobacterium 

3 Acetobacterium 
bacterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 


ref|NR_026323.1 


Acetobacterium woodii 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; 


Eubacteriaceae; Acetobacterium. 


222904 Bacteria_16S 3366198 3366157 26 


proteoclasticus Bacteria; 
222904 Bacteria_16S 


Firmicutes; 
3430982 3430925 11 


Corynebacteriaceae; Corynebacterium. 
222904 Bacteria_16S 3552276 3552235 26 
strain IndiB4 16S 
Firmicutes; Clostridia; 
222904 Bacteria_16S 


Clostridiales; 
3751580 3751532 35 


Clostridia; 


ribosomal RNA, partial sequence 


67 gi 


68 gi 


67 gi 


84 gi 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 


222904 Bacteria_16S 
strain RT4. Bl 16S ribosomal RNA, 
Firmicutes; Clostridia; 
222904 Bacteria_16S 


3880391 3880350 26 


Clostridiales; 
4071278 4071217 26 


strain PVl 16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


Firmicutes; Clostridia; 


222904 Bacteria_16S 4147339 4147282 9 


67 gi 


Clostridiaceae; Caloramator. 
87 gi|219846172|ref|NR_025762.1 
4070099 40715 


66 gi 


lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 


lampyridicola Bacteria; 


222904 Bacteria_16S 4148904 4148847 9 


strain M55 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Tenericutes; Mollicutes; 


222904 Bacteria_16S 136234 136158 13 


gerencseriae strain 2-606-032 16S ribosomal RNA, partia 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomycetaceae; Actinomyces. 
222904 Bacteria_16S 291623 291571 45 
strain Kol5a 16S 


222904 Bacteria_16S 
strain PUPA-2 16S 
Tenericutes; Mollicutes; 
222904 Bacteria_16S 
strain PIPN-2 16S 
Tenericutes; Mollicutes; 
222904 Bacteria_16S 


441147 441107 26 


737570 737530 26 


746570 746515 28 


strain 4N13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


222904 Bacteria_16S 747945 747890 28 


strain 9A01 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


222904 Bacteria_16S 749320 749265 28 


strain 4B02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


222904 Bacteria_16S 752070 752015 28 
strain AB1110 16S 
Proteobacteria; Gammaproteobacteria; 
222904 Bacteria_16S 753445 753390 
strain B2 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
222904 Bacteria_16S 982815 982775 
strain BARC318 16S ribosomal RNA, 
Tenericutes; Mollicutes; 
222904 Bacteria_16S 1231490 1231438 45 
strain HI 11/12 16S ribosomal RNA, 


28 


26 


Tenericutes; Mollicutes; 


ribosomal RNA, partial sequence 
Aquificae; Aquificales; Aquificaceae; Aquifex. 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


ribosomal RNA, partial sequence 
Pseudomonadales; 


sequence 
Pseudomonadales; 


66 gi 


Spiroplasmataceae; 
89 gi 


97 gi 


66 gi 
Entomoplasmataceae; 
66 gi 


Entomoplasmataceae; 
84 gi 


84 gi 


84 gi 


84 gi 


84 gi 


66 gi 


Entomoplasmataceae; 
97 gi 


Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 


222904 Bacteria_16S 1279484 1279444 26 
strain ELCA-2 16S 
Tenericutes; Mollicutes; 
222904 Bacteria_16S 
strain PYAN-1 16S 
Tenericutes; Mollicutes; 
222904 Bacteria_16S 


ferrooxidans DSM 


1282435 1282395 26 


1361628 1361588 28 


Acidimicrobiaceae; Acidimicrobium. 
222904 Bacteria_16S 1819896 1819820 13 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


10331 16S ribosomal RNA, 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Ac 


66 gi 


Entomoplasmataceae; 
66 gi 


Entomoplasmataceae; 
68 gi 


219846673 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 
Clostridiales; 
219846624 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
219846542 
3551089 35526 
Clostridiaceae; 


265678972 
1 sequence 


265678866 
290399 29196 


265678761 
439970 44147 


265678556 
736380 737897 Entomoplasma 


265678549 
745469 746793 Acinetobacter 
oraxellaceae; 
265678548 
746844 748168 Acinetobacter 
oraxellaceae; 
265678547 
748219 749543 Acinetobacter 
oraxellaceae; 
265678545 
750969 752293 Acinetobacter 

Moraxellaceae; 
265678544 
752344 753668 Acinetobacter 

Moraxellaceae; 
265678389 
complete sequence 981620 98314 
Entomoplasmatales; 
219878275 
complete sequence 1230306 1231793 Thermocrinis 


219846093 
1278319 12798 


219846087 
1281261 1282749 Entomoplasma 


228719712 


ref |NR_026265.1 


Clostridiaceae; 
ref|NR_026216.1 


ref|NR_026134.1 


ref|NR_025989.1 
ref 


NR_025899.1 


ref|NR_025706.1 
4146134 414764 


Entomoplasmatales; Spiroplasmataceae; 
219846115 
4147699 41492 


ref|NR_025705.1 
Spiroplasma. 
ref |NR_029280.1 

135066 136444 


ref |NR_029172.1 


ref|NR_029066.1 
Mesoplasma. 
ref|NR_028860.1 


Entomoplasma. 
ref |NR_028853.1 


Acinetobacte 
ref |NR_028852.1 
Acinetobacte 
ref |NR_028851.1 
Acinetobacte 
NR_028849.1 


ref 


Acinetobacte 
ref |NR_028848.1 
Acinetobacte 
ref|NR_028691.1 
Entomoplasma. 

ref|NR_025414.1 


ref|NR_025683.1 


Mesoplasma. 
ref|NR_025677.1 


Entomoplasma. 
ref|NR_027584.1 


Caloramator 


3365034 3366453 Caloramator 


Caloramator. 
Corynebacterium 


3429781 3431124 Corynebacterium 
Corynebacterineae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 
Caloramator. 
219846398 


Mycoplasma 


3750418 3751892 Mycoplasma 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
219846309 
complete sequence 3879197 38807 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 
Veillonella. 
219846116 


Spiroplasma 

8 Spiroplasma 
Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Actinomyces 
Actinomyces 


Actinomycineae; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Acinetobacter tandoii 
tandoii Bacteria; 

a 

Acinetobacter gerneri 
gerneri Bacteria; 

r. 

Acinetobacter bouvetii 
bouvetii Bacteria; 

ts 

Acinetobacter towneri 
towneri Bacteria; 

Lis 

Acinetobacter baylyi 
baylyi Bacteria; 

r. 

Entomoplasma freundtii 


1 Entomoplasma freundtii Bacteria; 


Thermocrinis albus 


albus DSM 14484 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Acidimicrobium 


complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 


89 gi 


idimicrobiales; 


219878323 


Acidimicrobineae; 


ref |NR_025462.1 


Plantibacter flavus 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 


222904 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


222904 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


222904 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


222904 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


222904 Bacteria_16S 


strain F98.3HR69 
Actinobacteria; A 


222904 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


222904 Bacteria_16S 


strain DSM 9580 1 
Actinobacteria; A 


222904 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


222904 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


222904 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


2066694 2066618 13 89 gi 
n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
2288613 2288573 26 66 gi 
osomal RNA, partial sequence 


ce 
al 


eltaproteobacteria; Desulfovibrionales; 


3099318 3099242 13 89 gi 


ctinobacteridae; Actinomycetales; Micr 
3174749 3174685 35 99 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3352247 3352171 13 89 gi 


oc 


Ss; 


ctinobacteridae; Actinomycetales; Micr 
3607209 3607142 28 95 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 
3687525 3687485 26 66 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689042 3689002 26 66 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


oc 


s 
ob 


219878146 
20655 
Micr 
219857540 
2287434 22889 


es; 


icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
2784858 2784782 13 89 gi|219857127|ref|NR_024755.1 
in VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
; Okibacterium. 
3043510 3043446 35 99 gi|219846894|ref|NR_026486.1 
ibosomal RNA, partial sequence 3042319 3043795 Desulfovibrio 


219846445 
3687881 36893 


Desulfov 
219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
occineae 
219846805 

31735 
Thermoa 
219846683 
6S ribosomal RNA, partial sequence 3351066 33525 
occineae 
219846502 
equence 
acterial 
219846446 
3686364 36878 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025128.1 


ibrionaceae; Des 
ref|NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref|NR_026275.1 
; Microbacteriac 
ref |NR_026094.1 
3606022 360747 
es; Flavobacteri 
ref |NR_026037.1 


ref |NR_026036.1 


Micrococcus 
occus antarcticus 
ococcaceae; Micrococcus. 
Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Okibacterium 
8 Okibacterium 
ccineae; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 


Agrococcus jenensis 


’ 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Capnocytophaga 

4 Capnocytophaga 

aceae; Capnocytophaga. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


222904 Bacteria_16S 3775622 3775582 26 66 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
222904 Bacteria_16S 3881956 3881892 35 99 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
222904 Bacteria_16S 3883529 3883465 35 99 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
222904 Bacteria_16S 4119582 4119542 26 66 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
222904 Bacteria_16S 4136362 4136322 26 66 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
222904 Bacteria_16S 4137928 4137888 26 66 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
222904 Bacteria_16S 4139519 4139455 1 65 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
222904 Bacteria_16S 4141060 4141020 26 66 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
222904 Bacteria_16S 4142624 4142584 26 66 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
222904 Bacteria_16S 4144190 4144150 26 66 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
222904 Bacteria_16S 4150442 4150402 26 66 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
222904 Bacteria_16S 4152008 4151968 26 66 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
222904 Bacteria_16S 4153436 4153396 26 66 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


222904 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


222904 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


222904 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


222904 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


222904 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


222904 Bacteria_16S 
in GRUA-1 16S ribosomal RNA, partial s 


grammopterae stra 
grammopterae Bact 


222904 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


222904 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


222904 Bacteria_16S 


4155001 4154961 26 
ribosomal RNA, 
icutes; Entomoplasmatales; 
4156567 4156527 26 

ibosoma 
icutes; Entomoplasmatales; 
4159698 4159658 26 

bosomal 
icutes; Entomoplasmatales; 
4161264 4161224 26 

in PLHS 
eria; T 
4164295 4164255 26 
6S ribo 
icutes; Entomoplasmatales; 
4174976 4174936 26 


T 
4181129 4181089 26 


eria; 


icutes; Entomoplasmatales; 
4185632 4185592 26 


icutes; Entomoplasmatales; 
442711 442656 13 


psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; B 
Bifidobacterium. 

222904 Bacteria_16S 494788 494713 13 88 gi|265678722|ref|NR_029027.1 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 

222904 Bacteria_16S 696807 696752 9 64 gi| 265678585 |ref|NR_028890.1 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacte 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

222904 Bacteria_16S 979813 979727 9 95 gi| 265678391 |ref|NR_028693.1 
strain II-2 16S ribosomal RNA, partial sequence 978631 98004 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
222904 Bacteria_16S 993834 993783 26 77 gi| 265678382 |ref|NR_028684.1 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntro 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomo 
222904 Bacteria_16S 1122615 1122576 27 66 gi|228715451|ref|NR_027532.1 
serovar 3 str. ATCC 27815 16S ribosomal RNA, partial sequence 1121455 112289 
serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ur 
222904 Bacteria_16S 1334342 1334268 13 88 gi|228721490|ref|NR_027613.1 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beut 
Beutenbergia. 

222904 Bacteria_16S 2080549 2080494 13 68 gi|219878136|ref|NR_025275.1 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 208087 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
Propionibacteriaceae; Propionimicrobium. 

222904 Bacteria_16S 2388475 2388420 44 99 gi|219857468|ref|NR_025056.1 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermo 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 
222904 Bacteria_16S 2455511 2455436 13 88 gi| 219857415 |ref|NR_025003.1 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 245573 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; M 
Micrococcaceae; Arthrobacter. 

222904 Bacteria_16S 2474971 2474932 26 65 gi|219857400|ref|NR_024988.1 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 2473825 247526 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
222904 Bacteria_16S 2476466 2476427 26 65 gi|219857399|ref|NR_024987.1 
strain 4822 16S ribosomal RNA, partial sequence 2475319 24767 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

222904 Bacteria_16S 3019125 3019055 28 99 gi|219846911|ref|NR_026503.1 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacte 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

222904 Bacteria_16S 3364672 3364633 28 67 gi|219846674|ref|NR_026266.1 


enericutes; Mollicutes; 


enericutes; Mollicutes; 


partial sequence 


1 RNA, partial sequence 


RNA, partial sequence 


ribosomal RNA, partial sequence 


66 gi|219846111|ref|NR_025701.1 
4153813 41553 
Spiroplasmataceae; Spiroplasma. 
66 gi|219846110|ref|NR_025700.1 
4155378 41568 
Spiroplasmataceae; Spiroplasma. 
66 gi|219846108|ref|NR_025698.1 
4158509 41600 
Spiroplasmataceae; Spiroplasma. 
66 gi| 219846107 |ref|NR_025697.1 
equence 4160075 416159 
Entomoplasmatales; Spiroplasmatac 
66 gi|219846105|ref|NR_025695.1 
Entomoplasmataceae; Mesoplasma. 
66 gi| 219846097 |ref|NR_025687.1 
equence 4173799 417528 
Entomoplasmatales; Entomoplasmata 
66 gi|219846092|ref|NR_025682.1 
4179947 41814 
Entomoplasmataceae; Mesoplasma. 
66 gi|219846086|ref|NR_025676.1 


ribosomal RNA, partial sequence 


68 


-1 16S ribosomal RNA, partial s 


somal RNA, partial sequence 4163118 41646 


4184459 41859 
Entomoplasmataceae; 


gi 


E 
265678760 


ref 


spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


Verrucomicrobium. 


49 Entomoplasma 
ntomoplasma. 


NR_029065.1 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Arthrobacter 
Arthrobacter 


ccineae; Micrococcaceae; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Ureaplasma parvum 

3 Ureaplasma parvum 
eaplasma. 

Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Arthrobacter 

2 Arthrobacter 
icrococcineae; 


, 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Thermus oshimai strain 
ria; Deinococcus- 


Verrucomicrobium 


3363492 3364983 Verrucomicrobium 


222904 Bacteria_16S 
glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae; Coriobacterium. 

222904 Bacteria_16S 3512417 3512362 13 
lacticum strain DSM 20427 16S ribosomal 
lacticum Bacteria 
Microbacterium. 
222904 Bacteria_16S 
strain D6-1 16S r 
Tenericutes; Moll 
222904 Bacteria_16S 
strain ATCC 29543 
Bacteria; Proteob 
222904 Bacteria_16S 
nitrofigilis stra 
Bacteria; Proteob 
222904 Bacteria_16S 
cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 
222904 Bacteria_16S 
strain A417 16S r 
Tenericutes; Moll 
222904 Bacteria_16S 
canigenitalium st 
canigenitalium Ba 
222904 Bacteria_16S 4228080 4228022 28 
strain Y10-2 16S ribosomal RNA, partial 
Bacteroidetes; Flavobacteria; 
222904 Bacteria_16S 274956 274898 9 
strain S-16 16S r 
Tenericutes; Moll 
222904 Bacteria_16S 
strain R85-13-6 1 
Proteobacteria; E 
222904 Bacteria_16S 
strain 70-159 16S 
Tenericutes; Moll 
222904 Bacteria_16S 
strain AIP 354.02 
Firmicutes; Clost 
222904 Bacteria_16S 
F89 16S ribosomal RNA, partial sequence 
Flavobacteria; Flavobacteriales; 
222904 Bacteria_16S 520717 520679 28 
micromati strain 
Bacteria; Bacteroidetes; 
222904 Bacteria_16S 522244 522206 28 
degerlachei strain R-9106 16S ribosomal 
degerlachei Bacteria; Bacteroidetes; 
222904 Bacteria_16S 535967 535929 28 
strain NO-502 16S 
Bacteroidetes; Sp 
222904 Bacteria_16S 
daecheongense str 
daecheongense Bac 
Chryseobacterium. 
222904 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; Sphingobacteria; 
222904 Bacteria_16S 
mesophilus strain 
Bacteria; Bacteroidetes; Flavobacteria; 
222904 Bacteria_16S 604133 604079 45 
strain ED 11/3LLK 
Aquificae; Aquificales; 
222904 Bacteria_16S 622398 622360 28 
defluvii strain B 
Bacteria; Bacteroidetes; Flavobacteria; 
222904 Bacteria_16S 745162 745124 28 


3497360 3497317 26 


teria; Actinobacteria; 


’ 


3701039 3701000 27 


3818130 3818091 28 


3869610 3869571 28 


3871121 3871082 28 
teria; Proteobacteria; 


3909671 3909632 27 


3911200 3911161 27 


296251 296193 9 


302188 302138 17 


394782 394724 9 


425672 425634 28 


Flavobacteria; 


hingobacteria; 
566565 566527 28 
teria; Bacteroidetes; 


571115 571077 28 


602535 602497 28 


strain LAl 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 


DSM 20642 16S ribosomal RNA, partial s 


Actinobacteria; Actinobacteridae; Ac 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 


in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 


ain A 169/B 16S ribosomal RNA, partial 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
Flavobacteriales; 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


R-9192 16S ribosomal RNA, partial sequ 


ribosomal RNA, partial sequence 
Sphingobacteriales; Fle 


ain CPW406 16S ribosomal RNA, partial 
Flavobacteria; 
ribosomal RNA, partial sequence 
Sphingobacteriales; 
2SM29 16S ribosomal RNA, partial sequ 
16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; 


2 16S ribosomal RNA, partial sequence 


69 gi|219846578|ref|NR_026170.1| Coriobacterium 
equence 3496207 3497641 Coriobacterium 
Coriobacteridae; Coriobacteriales; Coriobacterineae; 
68 gi|219846568|ref|NR_026160.1| Microbacterium 
RNA, partial sequence 3511236 3512709 Microbacterium 
tinomycetales; Micrococcineae; Microbacteriaceae; 
66 gi|219846436|ref|NR_026027.1| Ureaplasma gallorale 


3699882 37013 


36 Ureaplasma gallorale Bacteria; 


67 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
3816954 3818434 Wolinella succinogenes 
obacterales; Helicobacteraceae; Wolinella. 
67 gi|219846316|ref|NR_025906.1| Arcobacter 
nce 3868419 3869879 Arcobacter nitrofigilis 
obacterales; Campylobacteraceae; Arcobacter. 
67 gi|219846315|ref|NR_025905.1| Arcobacter 
sequence 3869930 3871391 Arcobacter 
Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
66 gi|219846288|ref|NR_025878.1| Ureaplasma diversum 
3908492 3909969 Ureaplasma diversum Bacteria; 
66 gi| 219846287 |ref|NR_025877.1| Ureaplasma 
sequence 3910020 3911499 Ureaplasma 


lasmataceae; Ureaplasma. 
86 gi|219846050|ref|NR_025640.1 
sequence 4226906 42283 


Flavoba 


67 gi|265678877 


67 gi| 265678863 


6S ribosomal RNA, partial sequence 295056 29653 
psilonproteobacteria; Campylobacterale 


Ss; 


67 gi| 265678859 


67 gi| 265678792 


534808 53626 


66 265678675 


sequence 


gi 
F 
66 gi| 265678672 
569932 57142 
Sph 
66 gi| 265678651 
ence 60134 
Ss; 
265678649 

60290 


Flavobacteriale 
99 gi 


brio. 
265678637 
62122 


Thermovi 
66 gi 
Flavobacteriale 

66 gi 


S; 
265678550 


cteriaceae 


273748 27524 


Helicob 


300996 30245 


39362 
Oribacter 


xibacterac 


lavobacter 


ingobacter 


Flavoba 


Flavoba 


; Ae 
ref 


quorivita. 
NR_029183.1 


ref|NR_029169.1 
6 Helicobacter 
acteraceae; Heli 
ref|NR_029165.1 


ref |NR_029097.1 
6 394999 Oribac 
ium. 


eae; Arcicella. 
ref|NR_028980.1 

565378 566823 
iales; Flavobact 
ref |NR_028977.1 
iaceae; Pedobact 
ref|NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref|NR_028954.1 
5 604369 Thermo 


ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref |NR_028854.1 


Psychroflexus. 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Oribacterium sinus 
terium sinus Bacteria; 


66 gi|265678771|ref|NR_029076.1| Formosa algae strain 
424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteriaceae; Formosa. 
66 gi|265678705|ref|NR_029010.1| Flavobacterium 
ence 519547 521026 Flavobacterium micromati 
Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
66 gi|265678704|ref|NR_029009.1| Flavobacterium 
RNA, partial sequence 521077 522551 Flavobacterium 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
66 gi|265678695|ref|NR_029000.1| Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 

Gelidibacter 

bacter mesophilus 
dibacter. 

Thermovibrio ruber 
vibrio ruber Bacteria; 


Chryseobacterium 
obacterium defluvii 
seobacterium. 
Psychroflexus tropicus 


744001 745418 Psychroflexus tropicus Bacteria; 
Flavobacteriaceae; 


222904 Bacteria_ 


strain Chj707 16S 
Fl 


Bacteroidetes; 
222904 Bacteria_ 


ruestringensis st 
ruestringensis Ba 


222904 Bacteria_ 


barnesii strain S 
Proteob 


Bacteria; 
222904 Bacteria_ 


lithotrophicum st 
lithotrophicum Ba 


222904 Bacteria_ 


strain QSSC1-22 1 
Fl 


Bacteroidetes; 
222904 Bacteria_ 
moniliformis DSM 


DSM 12112 Bacteri 
222904 Bacteria_16S 
DSM 18053 16S rib 
Bactero 
222904 Bacteria_16S 
NS12 16S ribosoma 


Bacteria; 


Sphingobacteria; 


222904 Bacteria_16S 
AT1047 16S riboso 
Fl 
222904 Bacteria_16S 


Flavobacteria; 


15470 strain E7.2 
Bacteria; 


melanesiensis BI4 


222904 Bacteria_16S 
gonidiaformans st 
gonidiaformans AT 
222904 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; 


Bacteria; Bactero 


222904 Bacteria_16S 


gelidilacus strai 
gelidilacus Bacte 


222904 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


222904 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 


222904 Bacteria_16S 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


222904 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


222904 Bacteria_16S 


joostei strain LM 
joostei Bacteria; 


222904 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


222904 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


222904 Bacteria_16S 


Firmicu 
222904 Bacteria_16S 
melanesiensis str 


Sp 
222904 Bacteria_16S 
frigoris strain R 


16S 800948 800910 28 66 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


16S 864893 864836 28 85 


gi 


Flavoba 
gi 


cteria; 
16S 


Bacteroidetes; Flavobacteria; 
981299 981242 9 67 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
16S 1050306 1050252 45 99 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
16S 1125682 1125644 28 66 gi 


avobacteria; Flavobacteriales; Cryomor 
16S 1157320 1157294 41 67 gi 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1199760 1199722 28 66 gi 
osomal RNA, partial sequence 
idetes; Sphingobacteria; 
1249646 1249608 28 

1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
1273677 1273639 28 66 gi 
mal RNA, partial sequence 
avobacteriales; 


Sphingobacter 
66 gi 


Flavobacteriaceae; Sej 
1329653 1329611 26 68 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1332793 1332743 45 95 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1358633 1358596 30 67 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1625064 1625026 28 66 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1628070 1628032 28 66 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1713478 1713440 28 66 gi 
n R-8899 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
1716551 1716513 28 66 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1719627 1719589 28 66 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
1818366 1818328 28 66 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


Sph 
gi 


B 


1917117 1917063 45 99 gi 
16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho 
1920253 1920215 28 66 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1921761 1921723 28 66 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


2180588 2180550 28 66 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2182104 2182066 28 66 gi 


rain Bl 16S ribosomal RNA, partial seq 


VO. 


ue 
Ct 


eq 
ba 


265678512 


799765 80123 
cteriaceae 


265678469 
uence 


265678390 
ce 


265678345 
quence 


224581403 


6S ribosomal RNA, partial sequence 1124514 11259 
Cc 


phaceae; 
228721492 
nce 


228715480 


1198618 12000 
Fle 


iales; 
219857416 


1248510 1249867 Runel 


Runella. 
219846220 


1272544 1273908 Sejon 


ongia. 
219846090 


nellaceae; 
228721494 
equence 

S; 
228720055 


219878460 


1623889 16253 
bacteria 


lo 
219878458 
nce 
S; 
219878399 
quence 


219878397 


1715372 17168 
gobacter 


in 
219878395 


1718445 17199 
gobacter 


in 
219878324 
al sequenc 
Ss 


219878250 
19159 
219878248 
nce 
eriales; 
219878247 
L 
av 


219857613 
uence 
cteriale 
219857612 


xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 


Flavobacte 


98009 


obacterale 


urobacteri 


11561 
bacteriace 


13284 


Thermot 


tial seque 
acteriales 


16269 
Flavoba 


bacteria 


phingoba 


sequence 
obacteri 


ref|NR_028815.1| Kaistella koreensis 
6 Kaistella koreensis Bacteria; 
; Kaistella. 
ref|NR_028772.1 
863710 865135 
riales; Flavobac 
ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref |NR_028647.1 
1049100 105058 
aceae; Balnearium. 
ref|NR_027184.1| Cryomorpha ignava 
35 Cryomorpha ignava Bacteria; 
ryomorpha. 
ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacillus. 
ref|NR_027533.1| Dyadobacter fermentans 
10 Dyadobacter fermentans DSM 18053 
xibacteraceae; Dyadobacter. 
ref|NR_025004.1| Runella zeae strain 
la zeae Bacteria; Bacteroidetes; 


Muricauda 

Muricauda 

teriaceae; Muricauda. 

Sulfurospirillum 

ospirillum barnesii 

aceae; Sulfurospirillum. 
Balnearium 

0 Balnearium 


Streptobacillus 
obacillus moniliformis 


, 


ref 
gia 


NR_025810.1 
jeonii Bacte 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Dialister invisus DSM 
ter invisus DSM 15470 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref|NR_027588.1 
nce 135754 


Thermosipho 

7 Thermosipho 

ipho. 

Fusobacterium 

0 1358872 Fusobacterium 

; Fusobacteriaceae; Fusobacterium. 

ref|NR_025599.1| Belliella baltica 

33 Belliella baltica Bacteria; 

ceae; Belliella 

ref|NR_025597.1 

01 1628368 Flavob 

cteriaceae; Flav 

ref|NR_025538.1 
1712309 171377 


Flavobacterium 
acterium frigoris 
obacterium. 
Flavobacterium 

7 Flavobacterium 

les; Flavobacteriaceae; Flavobacterium. 
ref|NR_025536.1| Pedobacter piscium 

65 Pedobacter piscium Bacteria; 

iaceae; Pedobacter. 

ref|NR_025534.1| Pedobacter cryoconitis 
39 Pedobacter cryoconitis Bacteria; 
iaceae; Pedobacter. 

ref |NR_025463.1| Sporocytophaga 

e 1817180 1818667 Sporocytophaga 
cteriales; Flexibacteraceae; 


ref |NR_025389.1 
11 1917433 Thermo 


Thermosipho geolei 
sipho geolei Bacteria; 


ref |NR_025387.1 
1919085 192055 
Flavobacteriace 
ref|NR_025386.1 
1920604 192206 


ales; Flavobacte 


Chryseobacterium 

3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 
riaceae; 


Flavobacterium 

6 Flavobacterium 

s; Flavobacteriaceae; Flavobacterium. 

ref|NR_025201.1| Flavobacterium 
2180937 2182402 Flavobacterium 


ref |NR_025202.1 


179421 218088 


ND 


222904 Bacteria_16S 
strain BbT2g 16S 


222904 Bacteria_16S 


2215408 2215351 35 93 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2373324 2373239 9 95 


strain PG15 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


222904 Bacteria_16S 


galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; 


222904 Bacteria_16S 


strain LMG11607 16S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteria; 


Bacteroidetes; 
222904 Bacteria_16S 


sublithincola strain QSSC9-3 16S ribosomal RNA, partial sequence 
sublithincola Bacteria; 


222904 Bacteria_16S 


frigidarium strain A2i 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 
222904 Bacteria_16S 


Bacteroidetes; 


2393080 2393023 28 85 


Bacteroidetes; 
2408245 2408207 28 66 


Flavobacteriales; 
2423726 2423688 28 66 


Bacteroidetes; 
2434135 2434097 28 66 


Flavobacteria; 
2477998 2477940 9 67 


strain 3T 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


222904 Bacteria_16S 
strain B1/T1 16S 


222904 Bacteria_16S 


2484000 2483942 9 67 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2487031 2486973 9 67 


strain PG13 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


222904 Bacteria_16S 


strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteria; 


Bacteroidetes; 
222904 Bacteria_16S 


2684469 2684412 28 85 


Flavobacteriales; 
2685911 2685854 28 85 


219857589 |ref 


gi 


NR_025177.1 


Mycoplasma buteonis 


2214274 2215721 Mycoplasma buteonis Bacteria; 


219857478 |ref 


gi 


NR_025066.1 


Mycoplasma maculosum 


2372144 2373602 Mycoplasma maculosum Bacteria; 


219857465 
sequence 


gi ref 


Flavobacteria; Flavobacteriales; 


219857455 |ref 


gi 


Ri 


gi| 219857443 |ref 


219857432 |ref 


gi 
Flavobacter 


gi|219857398|ref 


2391886 239336 
Flavobacteriaceae; 


2422553 24239 
Flavobacteria; Flavobacteriales; 


NR_025053.1 


NR_025043.1 


emerella. 
NR_025031.1 


NR_025020.1 


iaceae; 
NR_024986.1 


Zobellia 
8 Zobellia 
Zobellia. 
Riemerella columbina 


26 Riemerella columbina Bacteria; 
Flavobacteriaceae; 


Aequorivita 
1 Aequorivita 


9 
Flavobacteriaceae; Aequorivita. 


Flavobacterium 


2432948 2434422 Flavobacterium frigidarium 
Flavobacterium. 


Mycoplasma indiense 


2476824 2478244 Mycoplasma indiense Bacteria; 


219857394|ref 


gi 


NR_024982.1 


Mycoplasma gypis 


2482825 2484286 Mycoplasma gypis Bacteria; 


219857392|ref 


gi 


NR_024980.1 


Mycoplasma spumans 


2485849 2487317 Mycoplasma spumans Bacteria; 


219857200|ref 


[ope 


ZO 


gi|219857199|ref 


NR_024828.1 


bellia. 
NR_024827.1 


Zobellia russellii 


16 Zobellia russellii Bacteria; 
Flavobacteriaceae; 


Zobellia laminariae 


strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 


Bacteroidetes; 
222904 Bacteria_16S 


Flavobacteria; 


Flavobacteriales; 
2687380 2687323 28 85 


Flavobacteriaceae; 


ZO 


gi|219857198|ref 


bellia. 
NR_024826.1 


Zobellia amurskyensis 


strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 


Bacteroidetes; 
222904 Bacteria_16S 


pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyc 
Firmicutes; Bacillales; Alicyclobacillaceae; 


Bacteria; 
222904 Bacteria_16S 


limicola strain ST-82 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 
222904 Bacteria_16S 


periodonticum strain EK1-15 16S ribosomal RNA, partial 
periodonticum Bacteria; 


222904 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
222904 Bacteria_16S 
filamentus strain 
Bacteria; 
222904 Bacteria_16S 
strain C8ST5 16S 
Bacteroidetes; 
222904 Bacteria_16S 


anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 370430 


anatipestifer Bacteria; Flavobacteria; Flavobacteriale 


222904 Bacteria_16S 


Isley 16S ribosomal RNA, partial sequence 


Flavobacteria; 


Bacteroidetes; 


Bacteroidetes; 


Flavobacteriales; 
2723372 2723330 26 68 
2742914 2742876 28 66 


Flavobacteria; 
3619169 3619132 30 67 


Fusobacteria; 
3621931 3621894 30 67 


fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; 


3681545 3681507 28 66 


215 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Flavobacteria; 
3702578 3702540 28 66 


ribosomal RNA, partial sequence 
Flavobacteria; 


Flavobacteriales; 
3704103 3704065 28 66 


Bacteroidetes; 
3757647 3757597 17 67 


Mollicutes; Mycoplasmataceae; Mycoplasma. 


222904 Bacteria_16S 


leopharyngis strain LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycopl 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


222904 Bacteria_16S 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


hibernum Bacteria; 
222904 Bacteria_16S 


strain NCIMB 8628 16S ribosomal RNA, partial sequence 
Sphingobacteriales; 


Bacteroidetes; 
222904 Bacteria_16S 


Sphingobacteria; 


3783321 3783236 9 95 


3843883 3843845 28 66 


3979550 3979493 9 66 


3982425 3982387 28 66 


Flavobacteriaceae; 


Fusobacteriales; 


Fusobacteria; 


3756485 3757942 Mycoplasm 


Flavobacteria; Flavobacteriales; 


ZO 


gi| 219857173 |ref 
Alicyclobacill 
219857159 |ref 


gi 


Flavobacter 
219846493 |ref 
sequence 
Fusobacteriace 
219846491 |ref 
partial sequ 
Fusobacteriales; F 

gi|219846450|ref 


gi 


gi 


Flavobacter 


gi| 219846435 |ref 


3701387 3702864 Gelidibacter 
Flavobacteriaceae; 


Ge 


gi|219846434|ref 


219846394 |ref 


gi 


219846375|ref 


gi 


219846333|ref 


gi 
Fl 


gi| 219846239 |ref 


Flexibacteraceae; 


2741727 2743201 Flavob 
Flavobacterium. 


3618078 361940 


3680374 3681813 Polari 


3842717 384417 


3978437 3979693 Cytoph 


bellia. 
NR_024801.1 


us. 
NR_024787.1 


iaceae; 
NR_026085.1 


ae; Fusobact 
NR_026083.1 
ence 362084 
usobacteriac 
NR_026041.1 


iaceae; Pola 
NR_026026.1 


lidibacter. 
NR_026025.1 


s; Flavobact 
NR_025985.1 


a alvi Bacte 


NR_025966.1 


NR_025923.1 


avobacteriac 
NR_025829.1 


Cytophaga. 


gi| 219846237 |ref 


Alicyclobacillus 
lobacillus pomorum 


Flavobacterium 
acterium limicola 


Fusobacterium 

8 Fusobacterium 

erium. 

Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Polaribacter 

bacter filamentus 
ribacter. 

Gelidibacter algens 


algens Bacteria; 


Riemerella 

0 Riemerella 

eriaceae; Riemerella. 
Mycoplasma alvi strain 
ria; Tenericutes; 


Mycoplasma 
asma leopharyngis 


Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


NR_025827.1 


Bizionia paragorgiae 


strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 3982684 Bizionia paragorgiae Bacteria; 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae; 


Bi 


zionia. 


222904 Bacteria_ 


strain KMM 6017 1 


Sp 
222904 Bacteria_1 


Bacteroidetes; 


strain KMM 6020 1 
Bacteroidetes; 


strain KMM 6034 1 
Bacteroidetes; 
Bacteroidetes; 


strain KMM 3944 1 
Bacteroidetes; 


Winogradskyella. 


222904 Bacteria_1 


strain KMM 3941 1 
Bacteroidetes; Fl 


222904 Bacteria_16S 
train JC2052 16S ribosomal RNA, partia 
Sphingobacteri 


ornithinivorans s 


ornithinivorans B 


Algoriphagus. 


222904 Bacteria_16S 
halophilus strain 
halophilus Bacter 
222904 Bacteria_16S 
train JC2050 16S ribosomal RNA, partia 
Sphingobacteri 


mannitolivorans s 


mannitolivorans B 


Algoriphagus. 


222904 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


222904 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


222904 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; 


strain C3H-21 16S 


Fl 
222904 Bacteria_1 


Fl 
222904 Bacteria_1 
strain SW-2 16S r 
Sp 
222904 Bacteria_1 


Fl 
222904 Bacteria_1 
thalassocola stra 
thalassocola Bact 


Sp 
222904 Bacteria_16S 


16S 3985414 3985376 28 66 gi 


6S ribosomal RNA, partial sequence 39 


avobacteria; Flavobacteriales; 
6S 4016784 4016746 28 66 


gi 


eria; Bacteroidetes; Flavobacteria; 


6S 4094072 4094015 28 85 gi 
avobacteria; Flavobacteriales; 
4097003 4096965 28 66 gi 


acteria; Bacteroidetes; 


4098489 4098451 28 66 gi 


ia; Bacteroidetes; Sphingobacteria; 
4099945 4099907 28 66 gi 


acteria; Bacteroidetes; 


4115105 4115067 28 66 gi 
avobacteria; Flavobacteriales; 
4162810 4162772 28 66 gi 
avobacteria; Flavobacteriales; 

4237124 4237086 28 66 

ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
4244654 4244600 13 67 gi 
ribosomal RNA, partial sequence 


gi 


hingobacteria; Sphingobacteriales; Flammeovirgac 
6S 3988372 3988334 28 66 gi| 219846233 
6S ribosomal RNA, partial sequence 3987206 39886 
avobacteria; Flavobacteriales; Flavobacteriaceae 
6S 3989850 3989812 28 66 gi| 219846232 
6S ribosomal RNA, partial sequence 3988683 39901 
avobacteria; Flavobacteriales; Flavobacteriaceae 
6S 4007701 4007663 28 66 gi| 219846218 
ibosomal RNA, partial sequence 4006528 40080 
hingobacteria; Sphingobacteriales; Cyclobacteria 
6S 4013825 4013787 28 66 gi|219846214 
6S ribosomal RNA, partial sequence 4012648 40140 


Flavoba 
in KMM 3907 16S ribosomal RNA, partial 
Fl 


6S ribosomal RNA, partial sequence 4092900 40 
Flavoba 


JC2051 16S ribosomal RNA, partial seq 
Sp 


6S ribosomal RNA, partial sequence 4113936 41 
Flavoba 


6S ribosomal RNA, partial sequence 4161641 41630 
Flavoba 


4235935 42373 


4243475 42448 


219846235 
84248 39856 


cteriaceae 

219846212 
sequence 

avobacteri 


219846157 
943 
cteriaceae 
219846155 
1 sequence 
a; Sphingo 


219846154 
nce 
ingobacte 
219846153 
1 sequence 
a; Sphingo 


219846141 

153 
cteriac 
219846106 


ct 
219846044 


lobacteria 
219722939 


eae; 


eriaceae; 


ref|NR_025825.1| Roseivirga ehrenbergii 
67 Roseivirga ehrenbergii Bacteria; 

eae; Roseivirga. 

ref|NR_025823.1| Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 

; Aquimarina. 

ref|NR_025822.1| Gillisia mitskevichiae 

12 Gillisia mitskevichiae Bacteria; 

; Gillisia. 

ref|NR_025808.1| Algoriphagus marincola 

03 Algoriphagus marincola Bacteria; 

ceae; Algoriphagus. 

ref|NR_025804.1| Winogradskyella eximia 

79 Winogradskyella eximia Bacteria; 

; Winogradskyella. 

ref |NR_025802.1| Winogradskyella 
4015607 4017035 Winogradskyella 

ales; Flavobacteriaceae; 


’ 


ref|NR_025747.1| Arenibacter certesii 

37 Arenibacter certesii Bacteria; 

; Arenibacter. 

ref|NR_025745.1 
4095844 409726 

bacteriales; Cyc 


Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


NR_025744.1 
4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 

4098796 410017 
bacteriales; Cyc 


ref|NR_025731.1| Ulvibacter litoralis 
54 Ulvibacter litoralis Bacteria; 
; Ulvibacter. 
ref|NR_025696.1| Algibacter lectus 
67 Algibacter lectus Bacteria; 
; Algibacter. 
ref|NR_025634.1| Aquiflexum balticum 
93 Aquiflexum balticum Bacteria; 
ceae; Aquiflexum. 
ref|NR_024571.1| Brachybacterium muris 
83 Brachybacterium muris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
222904 Bacteria_16S 19274 19217 9 66 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

222904 Bacteria_16S 890453 890412 28 68 gi|265678451|ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

222904 Bacteria_16S 891936 891881 41 95 gi|265678450|ref|NR_028752.1| Orenia sivashensis 


strain Z-7191 16S 


ribosomal RNA, partial sequence 


890778 89219 


7 Orenia sivashensis Bacteria; 


Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

222904 Bacteria_16S 960001 959945 44 98 gi|265678405|ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

222904 Bacteria_16S 975406 975349 9 66 gi|265678394|ref|NR_028696.1| Lewinella persicus 


strain T-3 16S ri 
Bacteroidetes; Sp 


222904 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


222904 Bacteria_16S 


thermacidophilum 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria 


Bifidobacteriales 


222904 Bacteria_16S 


strain E58 16S ri 


bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1207369 1207328 26 67 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1331202 1331161 28 69 gi 
subsp. porcinum strain P3-14 16S ribos 


; Bifidobacteriaceae; Bifidobacterium. 


1367596 1367555 26 67 gi 
bosomal RNA, complete sequence 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


974224 97564 


rospiracea 
228715354 
12061 
richales; 
219846082 
omal RNA, 


e; 


Erys 


2 Lewinella persicus Bacteria; 
Lewinella. 
ref|NR_027526.1 
79 1207663 Cateni 
ipelotrichac 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
NR_025672.1| Bifidobacterium 

lete sequence 1330013 1331535 
Actinobacteria; Actinobacteridae; 


ref 
comp 


, 


228718799 


ref|NR_027576.1| Chlamydophila pecorum 


1366379 1367926 Chlamydophila pecorum E58 Bacteria; 


222904 Bacteria_16S 


strain IBS G15036 


Bacteria; Actinob 


Corynebacterium. 


222904 Bacteria_16S 
aerophilus strain 


aerophilus Bacter 


222904 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


222904 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


222904 Bacteria_16S 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


222904 Bacteria_16S 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
222904 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


222904 Bacteria_16S 


strain R18165 16S 


strain ATCC 23392 
Tenericutes; Moll 


222904 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


222904 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


222904 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


222904 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


222904 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


222904 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


222904 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


222904 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


222904 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


222904 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


222904 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


222904 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


222904 Bacteria_16S 


viterbiensis stra 
viterbiensis Bact 


222904 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


1490451 1490418 35 68 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1906563 1906506 9 66 gi 

I/26Corl 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; Sp 
2817990 2817949 26 67 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


2982733 2982692 26 67 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3066268 3066211 9 66 gi 
ain 1187 16S ribosomal RNA, partial se 
teria; Bacteroidetes; Sphingobacteria; 


3895953 3895912 26 67 
ribosomal RNA, complete sequence 


gi 


4080439 4080382 9 66 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4238647 4238582 30 95 gi 
ribosomal RNA, complete sequence 


gi 


279479 279447 35 67 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
299163 299131 35 67 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
335938 335898 28 68 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
337505 337465 28 68 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


1393179 1393147 35 67 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212410 2212378 35 67 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2279596 2279564 35 67 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2281110 2281078 35 67 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2282618 2282586 35 67 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2368796 2368764 35 67 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2371789 2371757 35 67 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2380842 2380810 35 67 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2390007 2389975 35 67 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2406691 2406651 26 66 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 


gi 


219846947 
14892 
ales; 
219878259 
equence 

hingobacte 
219856912 
1 sequence 
sipelotric 


219846935 
uence 
aceae; Chl 
219846878 
quence 
Sphingoba 


219846298 


3894733 38962 


219846166 


4079234 40807 


taceae; Sp 
219846043 


4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
222904 Bacteria_16S 


nomycineae 
265678874 
27832 


265678861 
equence 
roplasmata 
265678834 
33475 
riales; Bi 
265678833 
quence 
Bifidobac 


228716184 


1392046 13934 


219857591 


2211275 22127 


219857547 


2278443 22799 


219857546 


2279959 22814 


219857545 
equence 
lasmatacea 
219857481 
sequence 
lasmatacea 
219857479 


2370638 23720 


219857473 


2379691 23811 


219857467 


2388858 23902 


219857456 
1 sequence 
iales; Clo 


2479444 2479412 35 67 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857397 


Cory 


ref|NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


NR_025398.1 
1 
es; Flexibac 
ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


NR_026527.1 
2981577 298305 
amydophila. 
ref |NR_026470.1 
3065078 306652 
cteriales; Flexi 


ref|NR_025888.1 


ref|NR_025756.1 


lasma. 
NR_025633.1 


irop 
ref 
; Actinomycetace 
ref|NR_029180.1 
1 279763 Mycopl 


5 
les; Anaero 
ref|NR_029139.1 
5 336267 Bi O° 
fidobacteriaceae 
ref |NR_029138.1 

336318 337835 
teriales; Bifido 


ref|NR_027548.1 


ref 


NR_025179.1 


ref|NR_025135.1 


ref |NR_025134.1 


ref|NR_025133.1 
2281465 228293 
e; Mycoplasma. 
ref|NR_025069.1 
2367647 236907 
e; Mycoplasma. 
ref|NR_025067.1 


ref |NR_025061.1 


ref|NR_025055.1 


ref|NR_025044.1 
2405537 240701 
stridiaceae; Cal 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Coprobacillus 
3 Coprobacillus 
trichaceae; 


Chlamydophila 
5 Chlamydophila 


Hymenobacter 
2 Hymenobacter 


bacteraceae; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Mycoplasma gateae 
asma gateae Bacteria; 


Anaeroplasma 
Anaeroplasma 


mataceae; Anaeroplasma. 


Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Parascardovia 
Parascardovia 
bacteriaceae; 


v 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma 
5 Mycoplasma 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Caloramator 
6 Caloramator 
oramator. 


ref |NR_024985.1 


Mycoplasma cloacale 


2478295 2479747 Mycoplasma cloacale Bacteria; 


222904 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


222904 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


222904 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


222904 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


222904 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


222904 Bacteria_16S 


caldilitoris stra 
caldilitoris Bact 


222904 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


222904 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


222904 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


222904 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


222904 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


222904 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


222904 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


222904 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


222904 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


222904 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


222904 Bacteria_16S 


strain SEBR 7054 
Thermotogae; Ther 


222904 Bacteria_16S 


thermohalophila s 
thermohalophila B 


222904 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


222904 Bacteria_16S 


stercorihominis D 
stercorihominis D 


222904 Bacteria_16S 


intestinalis DSM 
13280 Bacteria; A 
Collinsella. 


222904 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


2482463 2482431 35 67 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485486 2485454 35 67 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488518 2488486 35 67 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490031 2489999 35 67 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491542 2491510 35 67 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2690359 2690319 45 85 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
3690549 3690517 35 67 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3753096 3753064 35 67 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3754620 3754588 35 67 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759144 3759112 35 67 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3780262 3780230 35 67 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3799819 3799787 35 67 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3863523 3863472 44 95 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3908144 3908108 27 63 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 

4145757 4145717 26 66 gi 
ain LD-1B 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
88713 88678 28 63 gi 
n A 0404 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
247886 247836 45 95 gi 


gi 


motogales; Thermotogaceae; Thermotoga. 
592022 591980 44 86 gi 
train Fru22 16S ribosomal RNA, partial 


acteria; Bacteroidetes; Bacteroidia; B 

921316 921277 30 69 gi 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Coriobacte 
; Slackia. 

1183127 1183088 28 67 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 

1204328 1204285 26 69 gi 


13280 16S ribosomal RNA, partial seque 
ctinobacteria; Coriobacteridae; Coriob 


1205834 1205791 26 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


69 gi 


Coriobacteri 


1204671 12061 


219857395 


2481316 24827 


219857393 


2484337 24857 


219857391 


2487368 24888 


219857390 


2488881 24903 


219857389 


2490394 24918 


219857196 
quence 

ceae; Hydr 
219846444 


3689398 36908 


219846397 


3751943 37534 


219846396 


3753459 37549 


219846393 


3757993 37594 


219846377 


3779118 37805 


219846363 


3798661 38001 


219846320 


3862330 38638 


e; Rikenel 
219846289 


3906969 39084 


219846117 
equence 
plasmatale 
265679004 
quence 
vobacteria 
265678897 


16S ribosomal RNA, partial sequence 246697 24821 


265678658 
sequence 
acteroidal 
265678431 
al sequenc 
ridae; Cor 


228717350 
quence 

dia; Clost 
228715356 
nce 12031 
acteriales 


228715355 


ales; Cori 


222904 Bacteria_16S 
profundus strain 506 16S ribosomal RNA, partial sequence 


Bacteria; Deinoco 


1437321 1437251 28 99 gi 


ccus-Thermus; Deinococci; Thermales; T 


224581430 
14361 
hermaceae; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 

54 Mycoplasma anseris Bacteria; 

ref|NR_024824.1| Hydrogenivirga 
2689164 2690655 Hydrogenivirga 

ogenivirga. 

ref|NR_026035.1| Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref|NR_025984.1| Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 
la. 
ref|NR_025879.1| Ureaplasma felinum 
41 Ureaplasma felinum Bacteria; 


ref|NR_025707.1| Spiroplasma 

4144567 4146083 Spiroplasma 
s; Spiroplasmataceae; Spiroplasma. 
ref|NR_029312.1| Capnocytophaga 

87607 88985 Capnocytophaga 
les; Flavobacteriaceae; Capnocytophaga. 
ref|NR_029205.1| Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


ref |NR_028963.1 

590846 592357 
es; Marinilabiac 
ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 


Anaerophaga 
Anaerophaga 
eae; Anaerophaga. 
Slackia 
Slackia 
oriobacterineae; 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


ref|NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027528.1 
62 1204620 Collin 


Coriobacterine 


R 


’ 


ref|NR_027527.1| Collinsella stercoris 
28 Collinsella stercoris DSM 13279 
obacterineae; Coriobacteriaceae; 


ref|NR_027212.1| Oceanithermus 
36 1437633 Oceanithermus profundus 
Oceanithermus. 


222904 Bacteria_16S 


scardovii strain 


scardovii Bacteri 


Bifidobacterium. 


222904 Bacteria_16S 
desulfurans strai 
desulfurans Bacteria; 
222904 Bacteria_16S 
ruminantium strai 
ruminantium Bacteria; 
222904 Bacteria_16S 
radiophilus strai 
radiophilus Bacteria; 
222904 Bacteria_16S 
proteolyticus str 
proteolyticus Bacteria; 
222904 Bacteria_16S 
chliarophilus str 
chliarophilus Bacteria; 
222904 Bacteria_16S 
animalis strain NCTC 12276 16S ribosomal 
Fusobacterium nucleatum subsp. 


nucleatum subsp. 


Fusobacteriaceae; 


222904 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; 


strain Wai33 16S 


Deinococcus-Thermus; 
222904 Bacteria_16S 
acidophilum strai 


Bacteria; Aquific 


222904 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; 


strain EUH N 1304 
Bacteroidetes; 


strain ATCC 33779 
Bacteroidetes; 


strain WPH 179 16 
Bacteroidetes; 


222904 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; 


acidifaciens stra 
Bacteria; Bactero 


222904 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


222904 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


222904 Bacteria_16S 


ATCC 43183 16S ri 
Bacteria; Bactero 


222904 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; 


222904 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


222904 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


222904 Bacteria_16S 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 


aquimarinus Bacte 
Algoriphagus. 


Bacteroidia; 
222904 Bacteria_16S 


Bacteroidia; 
222904 Bacteria_16S 


Bacteroidia; 
222904 Bacteria_16S 


Bacteroidia; 


Bacteroidia; 
222904 Bacteria_16S 


Thermotogales; 


Firmicutes; 


Fusobacterium. 


Deinococci; 


idetes; 


idetes; 


avobacteria; 


idetes; 


ria; Bacteroidetes; 


hingobacteria; 


ria; Bacteroidetes; 


1833604 1833581 45 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


2703879 2703809 28 
n St55B 16S ribosomal RNA, partial seq 
Deinococcus-Thermus; 
2922269 2922230 28 

n GA195 16S ribosomal RNA, partial seque 


3167153 3167083 28 
n DSM 20551 16S ribosomal RNA, partial 
Deinococcus-Thermus; 
3170185 3170115 28 
ain DSM 20540 16S ribosomal RNA, partial 
Deinococcus-Thermus; 
3390367 3390328 28 
ain ATCC 700543 16S ribosomal RNA, parti 
Deinococcus-Thermus; 
3620550 3620513 30 


3868108 3868069 27 
16S ribosomal RNA, partial sequence 
Bacteroidia; 
222904 Bacteria_16S 


Bacteroidales; 
3877328 3877289 28 

ribosomal RNA, partial sequence 
Thermales; 
3957456 3957413 45 

n 3H-1 16S ribosomal RNA, partial sequen 
ae; Aquificales; Aquificaceae; Hydrogeno 
130029 130007 44 
ribosomal RNA, partial sequence 
Bacteroidales; 
325064 325042 44 

-72B 16S ribosomal RNA, partial sequence 
Bacteroidales; 
326593 326571 44 

16S ribosomal RNA, partial sequence 
Bacteroidales; 
328118 328096 44 

S ribosomal RNA, partial sequence 
Bacteroidales; 
729986 729964 44 

bosomal RNA, partial sequence 
Bacteroidales; 
1105849 1105827 44 

in A40 16S ribosomal RNA, partial sequ 
Bacteroidia; 
1167908 1167870 28 
ibosomal RNA, partial sequence 
Flavobacteria; 
1275099 1275061 28 
ribosomal RNA, partial sequence 
Flavobacteriales; 
1296171 1296149 44 
bosomal RNA, partial sequence 
Bacteroidia; 
1394735 1394681 45 
bosomal RNA, partial sequence 


Thermotogaceae; 


68 gi 


99 gi 


219878313 
sequence 
Bifidobacteriales; 


219857186 
uence 


sequence 3169032 31704 


NR_025452.1| Bifidobacterium 
1832458 1833837 Bifidobacterium 
Bifidobacteriaceae; 


ref|NR_024814.1 
2702689 270407 


Oceanithermus 
1 Oceanithermus 


Deinococci; Thermales; Thermaceae; Oceanithermus. 
67 gi|219856842|ref|NR_024661.1| Eubacterium 
nce 2921059 2922566 Eubacterium 
Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
99 gi|219846810|ref|NR_026402.1| Deinococcus 
sequence 3165996 3167465 Deinococcus 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
99 gi|219846808|ref|NR_026400.1| Deinococcus 


97 Deinococcus 


Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
67 gi|219846652|ref|NR_026244.1| Meiothermus 
al sequence 3389244 3390664 Meiothermus 
Deinococci; Thermales; Thermaceae; Meiothermus. 
67 gi|219846492|ref|NR_026084.1| Fusobacterium 
RNA, partial sequence 3619459 3620789 
animalis Bacteria; Fusobacteria; Fusobacteriales; 
66 gi|219846317|ref|NR_025907.1| Porphyromonas levii 
3866893 3868368 Porphyromonas levii Bacteria; 
Porphyromonadaceae; Porphyromonas. 


67 gi 


Thermaceae; T 


219846311 
3876152 38776 


hermus. 


88 gi 


66 gi 
Prevotellaceae 
66 gi 


Prevotellaceae 
66 gi 


Prevotellaceae 
66 gi 


Prevotellaceae 
66 gi 


Prevotellaceae 
66 gi 


ence 11046 
Bacteroidales; Bacteroidace 
66 gi| 228719858 


Flavobacteriales; 
66 gi 


66 gi|224581415 
1295007 12963 
Bacteroidales; Bacteroidace 
99 gi|228715897 


Thermotoga. 


219846254 


265678976 
128870 13034 
; Prevotella. 
265678844 


265678843 


265678842 


326926 32843 


265678562 
728785 73027 


265678305 


1166738 11681 
219846219 


1273959 12753 
Flavobacteriaceae 


1393543 13950 


ce 39562 
baculum. 


32386 
; Prevot 


32539 
; Prevot 


; Prevot 


; Prevot 


Flavoba 


ref|NR_025901.1| Thermus filiformis 
26 Thermus filiformis Bacteria; 


ref|NR_025844.1| Hydrogenobaculum 
75 3957710 Hydrogenobaculum acidophilum 
ref|NR_029284.1| Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


ref|NR_029149.1| Prevotella disiens 
9 325347 Prevotella disiens Bacteria; 
ella. 


ref|NR_029148.1| Prevotella veroralis 

8 326875 Prevotella veroralis Bacteria; 
ella. 

ref|NR_029147.1] Prevotella oulorum 


5 Prevotella oulorum Bacteria; 
ella. 
ref|NR_028866.1| Prevotella bryantii 
0 Prevotella bryantii Bacteria; 


ella. 

ref|NR_028607.1| Bacteroides 

72 1106166 Bacteroides acidifaciens 

ae; Bacteroides. 

ref|NR_027586.1| Psychroflexus torquis 


92 Psychroflexus torquis ATCC 700755 
cteriaceae; Psychroflexus. 
ref|NR_025809.1| Sejongia antarctica 
12 Sejongia antarctica Bacteria; 

; Sejongia. 
ref|NR_027196.1| Bacteroides stercoris 
48 Bacteroides stercoris ATCC 43183 

ae; Bacteroides. 
ref|NR_027542.1| Thermotoga lettingae 
55 Thermotoga lettingae TMO Bacteria; 


1617464 1617426 28 
n LMG 21980 16S ribosomal RNA, partial 


1618987 1618949 28 
16S ribosomal RNA, partial sequence 1617815 16192 
Sphingobacteriales; Cyc 
1620510 1620472 28 


66 
Sphingobacteria; 


66 


66 


Sphingobacteria; 


gi 


gi 


gi 


219878465|ref|NR_025604.1| Algoriphagus 
sequence 1616292 1617764 Algoriphagus 
Sphingobacteriales; Cyclobacteriaceae; 


219878464|ref|NR_025603.1| Algoriphagus chordae 
87 Algoriphagus chordae Bacteria; 
lobacteriaceae; Algoriphagus. 

219878463 |ref|NR_025602.1| Algoriphagus 

1619338 1620810 Algoriphagus 


Sphingobacteriales; Cyclobacteriaceae; 


222904 Bacteria_16S 


winogradskyi strain LMG 21969 16S ribosomal RNA, partial 
Sphingobacteria; 


winogradskyi Bacteria; 
Algoriphagus. 
222904 Bacteria_16S 
hesperidum strain 
Bacteria; 
222904 Bacteria_16S 


strain M384 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; 
222904 Bacteria_16S 
strain ATCC 51261 
Bacteroidetes; 
222904 Bacteria_16S 


Bacteroidia; 


1622033 1621995 28 
Bacteroidetes; 


2032852 2032810 26 


2046812 2046790 44 


2072896 2072874 44 


2106431 2106393 28 


Bacteroidales; 


66 


Firmicutes; Bacillales; Alicyclobacillaceae; 


16S ribosomal RNA, partial sequence 
Bacteroidia; 


gi|219878462 


glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 


glaciale Bacteria; 
222904 Bacteria_16S 
strain HRC292 16S 


222904 Bacteria_16S 


Bacteroidetes; 


2370304 2370246 9 


2379336 2379304 35 


Flavobacteria; 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


67 


gi| 219857474 


columbinasale strain 694 16S ribosomal RNA, partial sequence 


columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


222904 Bacteria_16S 


2435656 2435590 1 


67 


gi] 219857431 


peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 


peptidivorans Bacteria; 


222904 Bacteria_16S 


Firmicutes; 
2520298 2520264 35 


Clostridia; 


69 


ATCC 700122 16S ribosomal RNA, partial sequence 


Actinobacteria; Coriobacteridae; 


222904 Bacteria_16S 
strain EPSA11 16S 
Bacteroidetes; 
222904 Bacteria_16S 
strain EHS11 16S 
Bacteroidetes; 
222904 Bacteria_16S 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 


222904 Bacteria_16S 


Bacteroidia; 


Bacteroidia; 


2700795 2700773 44 


2702335 2702313 44 


2729547 2729509 30 


2786417 2786375 26 


Coriobacteriales; 


ribosomal RNA, partial sequence 
Bacteroidales; 


Clostridiales; 
gi| 219857364 


sequence 
Sphingobacteriales; 


ref|NR_025601.1| Algoriphagus 
1620861 1622333 Algoriphagus 
Cyclobacteriaceae; 


68 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Alicyclobacillus. 
66 gi|219878161|ref|NR_025300.1| Prevotella albensis 
2045623 2047117 Prevotella albensis Bacteria; 
Prevotellaceae; Prevotella. 
66 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
2071729 2073175 Prevotella enoeca Bacteria; 
Prevotellaceae; Prevotella. 
66 gi|219878116|ref|NR_025255.1| Brumimicrobium 
2105286 2106656 Brumimicrobium 
Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
67 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 


2369126 2370587 Mycoplasma primatum Bacteria; 


ref|NR_025062.1| Mycoplasma 
2378183 2379640 Mycoplasma 
Mycoplasma. 

ref|NR_025019.1] Clostridium 


2434473 2435953 Clostridium 


Clostridiaceae; Clostridium. 


ref|NR_024952.1| Slackia exigua strain 


2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 


Coriobacterineae; 


Coriobacteriaceae; Slackia. 


66 gi|219857188|ref|NR_024816.1| Prevotella salivae 
2699606 2701098 Prevotella salivae Bacteria; 
Prevotellaceae; Prevotella. 
66 gi|219857187|ref|NR_024815.1| Prevotella shahii 


ribosomal RNA, partial sequence 


Bacteroidales; Prevotellaceae; 


68 


68 


2701149 2702638 Prevotella shahii Bacteria; 


gi|219857168 


gi| 219857126 


Prevotella. 


ref|NR_024796.1| Alicyclobacillus 
2728379 2729816 Alicyclobacillus 
Alicyclobacillus. 

ref|NR_024754.1| Alicyclobacillus 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 


cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 


222904 Bacteria_16S 
herbarius strain 
Bacteria; 
222904 Bacteria_16S 
strain 10371 16S 
Bacteroidetes; 
222904 Bacteria_16S 


aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial 
Clostridia; 


aotearoense Bacteria; 


Bacteroidia; 


2787988 2787954 35 


3145781 3145759 44 


3323362 3323320 26 


Firmicutes; 


Incertae Sedis; Thermoanaerobacterium. 


222904 Bacteria_16S 
strain ATCC 43185 
Bacteroidetes; 
222904 Bacteria_16S 
strain ATCC 51270 
Bacteria; 
222904 Bacteria_16S 
strain ATCC 33530 
Bacteria; 
222904 Bacteria_16S 


Bacteroidia; 


Bacteroidetes; 


3393355 3393333 44 
3410097 3410075 44 
Bacteroidia; 


3520040 3519990 17 


3573515 3573493 44 


69 


CP-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 


66 


ribosomal RNA, partial sequence 


Bacteroidales; Prevotellaceae; 


68 


66 


16S ribosomal RNA, partial sequence 


Bacteroidales; Bacteroidaceae; 


66 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


67 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


66 


strain B422 16S ribosomal RNA, partial sequence 


Bacteroidetes; Bactero 
222904 Bacteria_16S 


idia; 
3692086 3692028 9 


Bacteroidales; 


Prevotellaceae; 


67 


strain G145 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


222904 Bacteria_16S 


3778767 3778713 45 


99 


strain SL1 16S ribosomal RNA, partial sequence 


Thermotogae; Thermotog 
222904 Bacteria_16S 


ales; 
3787761 3787703 9 


Thermotogaceae; 


Thermotoga. 


67 


strain PU 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi| 219857125 


gi|219846825 


Alicyclobacillus. 


ref |NR_024753.1| Alicyclobacillus 


2786786 2788314 Alicyclobacillus herbarius 
Alicyclobacillus. 


ref|NR_026417.1] Prevotella pallens 


3144616 3146069 Prevotella pallens Bacteria; 


gi|219846704 


gi| 219846650 


gi| 219846638 


gi|219846563 


gi| 219846527 
3572354 35738 


gi|219846443 
3690909 36923 


gi|219846378 
3777587 37790 


gi| 219846372 
3786577 37880 


Prevotella. 


Prevotella. 


ref |NR_026296.1| Thermoanaerobacterium 


sequence 3322195 3323672 Thermoanaerobacterium 
Thermoanaerobacterales; 


Thermoanaerobacterales Family III. 


ref|NR_026242.1| Bacteroides caccae 


3392191 3393612 Bacteroides caccae Bacteria; 
Bacteroides. 


ref|NR_026230.1| Porphyromonas catoniae 


3408932 3410401 Porphyromonas catoniae 
Porphyromonadaceae; 


Porphyromonas. 


ref|NR_026155.1| Mycoplasma genitalium 


3518849 3520338 Mycoplasma genitalium 


ref|NR_026119.1| Prevotella intermedia 
12 Prevotella intermedia Bacteria; 


ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 
ref|NR_025963.1| Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


222904 Bacteria_ 


strain ATCC 29800 
Ba 
222904 Bacteria_1 
strain BV1 16S ri 
Tenericutes; Moll 
222904 Bacteria_1 
vulcanalis strain 
Firmicu 
222904 Bacteria_1 


Bacteroidetes; 


Bacteria; 


saeculare strain 


Bacteria; Actinob 
222904 Bacteria_1 
tjernbergiae stra 
tjernbergiae Bact 


Acinetobacter. 


222904 Bacteria_1 
acidiphilus strai 
acidiphilus Bacte 
222904 Bacteria_1 
proteolyticus str 


proteolyticus Bac 


Coprothermobacter 
222904 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


222904 Bacteria_16S 
californicum stra 
californicum Bact 
222904 Bacteria_16S 
strain PG14 16S r 


Tenericutes; Moll 


222904 Bacteria_16S 


strain EX-H1 16S 


Aquificae; Aquifi 
222904 Bacteria_16S 
DSM 15641 16S rib 
Bacteria; Actinob 


Cryptobacterium. 


222904 Bacteria_16S 
train Az-Ful 16S ribosomal RNA, partia 
Hydro 


azorense Az-Ful s 
azorense Az-Ful B 


222904 Bacteria_16S 


HTCC2155 strain H 


HTCC2155 Bacteria; 


strain 128 16S ri 
Tenericutes; Moll 


222904 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


222904 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


222904 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


strain 486 16S ri 
Tenericutes; Moll 


222904 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


222904 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


222904 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


222904 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


16S 3865042 3865020 44 66 gi 
16S ribosomal RNA, partial sequence 


cteroidia; Bacteroidales; 


Rikenellacea 


219846319 
38638 
e; Alistip 


ref|NR_025909.1 
52 3865319 Alisti 
es. 


6S 3885072 3885038 35 69 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 4048743 4048705 30 68 gi 
CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
6S 339069 339028 28 69 gi 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
6S 750695 750666 28 57 gi 
in 7N16 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


gi 


6S 1063887 1063854 35 68 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
6S 203291 203251 26 66 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


288487 288455 35 67 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
300681 300649 35 67 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
804030 803998 35 67 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846306 
3883911 38853 


219846188 
ence 40475 
Alicycloba 
265678832 
nce 
riales; 
265678546 
uence 
ria; 


33788 


265678335 
uence 

acillaceae 
265678928 
ence 20208 
naerobacte 


265678868 


28734 


265678860 
uence 

smataceae; 
265678510 
802889 80433 


Bi 


Pseud 


acteria; Aquificae; Aquificales; 
1372211 1372151 28 88 gi 


v 
2198826 2198794 35 67 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
2200324 2200292 35 67 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2201835 2201803 35 67 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2203357 2203325 35 67 gi 
rain 12MS 16S ribosomal RNA, partial s 


gi 


2204856 2204824 35 67 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

2206355 2206323 35 67 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2209382 2209350 35 67 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2210910 2210878 35 67 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213910 2213878 35 67 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


TCC2155 16S ribosomal RNA, partial seq 
Lentisphaerae; Lentisphaerales; Lent 
222904 Bacteria_16S 


cteria; Tenericutes; Mollicutes; Mycop 
222904 Bacteria_16S 


1 sequence 


228718145 
uence 
isphaerace 
219857600 


2197691 21991 


219857599 


2199190 22006 


219857598 


2200688 22021 


219857597 
equence 
lasmatacea 
219857596 


2203720 22051 


219857595 
ence 22052 
coplasma. 

219857593 


2208244 22096 


219857592 


2209746 22112 


219857590 


genotherma 


ref 


ref 


cill 
ref 


fido 
ref 


omon 
ref 


¢ Al 
ref 


rale 


ref 


ref 


1192105 1192065 45 85 gi|228715750|ref|NR_027538.1 
ribosomal RNA, partial sequence 1190944 1192406 Persephonella 
cales; Hydrogenothermaceae; Persephonella. 

1208882 1208846 26 62 gi|228715352|ref|NR_027524.1 
osomal RNA, partial sequence 1207714 12091 
acteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Co 

1242114 1242074 45 85 gi|219878120|ref|NR_025259.1 


ref 


ae; 


ref 


ref 


ref 


ref 


e; M 


ref 


ref 


ref 


ref 


66 4049023 Alicy 


6 339399 Bifid 


749594 75091 


1062699 10642 


7 203611 Copro 


1 288773 Mycop 


299496 30094 


1240965 12424 
ceae; 


1371035 13725 


2202199 2 


20 2206668 Mycop 


NR_025896.1 


NR_025778.1 
c 
us. 
NR_029137.1 
° 
bacteriaceae 
NR_028850.1 
8 
adales; Mora 
NR_028637.1 
3 
icyclobacill 
NR_029236.1 
bi 
s; Thermodes 
NR_029174.1 
af 


NR_029166.1 
5 
oplasma. 
NR_028813.1 


1 
; Sulfurihyd 
NR_027571.1 
1 
Lentisphaera 
NR_025188.1 


NR_025187.1 


NR_025186.1 


NR_025185.1 
20366 
ycoplasma. 
NR_025184.1 


NR_025183.1 
1 


NR_025181.1 


NR_025180.1 


ref 


Alistipes putredinis 
pes putredinis Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Alicyclobacillus 
lobacillus vulcanalis 


Bifidobacterium 
bacterium saeculare 
Bifidobacterium. 
Acinetobacter 
Acinetobacter 
xellaceae; 


v 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Coprothermobacter 
hermobacter 
ulfobiaceae; 


Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma 
Mycoplasma 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Persephonella marina 
marina EX-H1 Bacteria; 


Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Lentisphaera araneosa 
2 Lentisphaera araneosa 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


NR_025178.1 


Mycoplasma citelli 


2212774 2214223 Mycoplasma citelli Bacteria; 


222904 Bacteria_16S 
strain 1340 16S r 
Tenericutes; Moll 
222904 Bacteria_16S 
guaymasensis stra 
Bacteria; Aquific 
222904 Bacteria_16S 
strain E42 16S ri 
Tenericutes; Moll 
222904 Bacteria_16S 
equigenitalium st 


ibosomal RNA, partial 


bosomal RNA, partial s 


222904 Bacteria_16S 
strain R171 16S r 
Tenericutes; Moll 
222904 Bacteria_16S 
strain PG30 16S r 
Tenericutes; Moll 
222904 Bacteria_16S 
strain MMP-1 16S 
Tenericutes; Moll 
222904 Bacteria_16S 
strain H/T1 16S r 
Tenericutes; Moll 
222904 Bacteria_16S 
hydrogeniphila st 


ibosomal RNA, partial 


ibosomal RNA, partial 


ribosomal RNA, partial 


ibosomal RNA, partial 


2216908 2216876 35 


67 
sequence 


85 


67 
equence 


67 


67 
sequence 


67 
sequence 


67 
sequence 


67 
sequence 


85 


gi 


219857588 


2215772 22172 


icutes; Mycoplasmataceae; Mycoplasma. 
2232068 2232028 45 
in H2 16S ribosomal RNA, partial sequenc 
ae; Aquificales; Hydrogenothermaceae; 
2365774 2365742 35 


gi 


gi 


219857578 
e 22309 
Pe 
219857483 


2364627 23660 


icutes; Mycoplasmataceae; Mycoplasma. 
2367284 2367252 35 
rain T37 16S ribosomal RNA, partial sequence 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 
2374804 2374772 35 


gi 


gi 


219857482 


la 
219857477 


2373653 23751 


icutes; Mycoplasmataceae; Mycoplasma. 
2376314 2376282 35 


gi 


219857476 


2375159 23766 


icutes; Mycoplasmataceae; Mycoplasma. 
2377828 2377796 35 


gi 


219857475 


2376676 23781 


icutes; Mycoplasmataceae; Mycoplasma. 
2480953 2480921 35 


gi 


219857396 


2479798 24812 


icutes; Mycoplasmataceae; Mycoplasma. 
2728003 2727963 45 
rain 29W 16S ribosomal RNA, partial sequ 


gi 


219857169 
ence 


hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermac 


222904 Bacteria_16S 
platensis strain 
Bacteria; Firmicutes; 
222904 Bacteria_16S 

strain CKK 16S ribosomal RNA, 
Tenericutes; Moll 
222904 Bacteria_16S 
strain PG43 16S r 
Tenericutes; Moll 
222904 Bacteria_16S 
strain 17529 16S 

Tenericutes; Moll 
222904 Bacteria_16S 


Clostridia; 


complete 


ibosomal RNA, partial 


ribosomal RNA, partial 


3220334 3220294 26 
3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 
3716063 3716031 35 


66 


67 
sequence 


67 
sequence 


67 
sequence 


67 


strain DD 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
222904 Bacteria_16S 
strain HD9 16S ribosomal RNA, partial s 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
11 


222904 Fungi_16S 1197 1120 
strain IFM 10035 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
222904 Fungi_16S 2706 2629 
strain IFM 0784 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 
222904 Fungi_16S 4244 4167 
strain IFM 0575 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 
222904 Fungi_16S 5804 5727 
strain IFM 10084 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
222904 Fungi_16S 8862 8785 
strain IFM 0245 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 
222904 Fungi_16S 7360 7284 
strain YZ-96 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
222904 Fungi_16S 10348 10272 
strain IFM 10088 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
222904 Fungi_16S 11829 11753 


Nocardiaceae; Nocardia. 


222904 Archaea_16S 4147 4102 


11 


11 


11 


11 


11 


11 


11 
yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


54 
strain Hvv3, DSM 2475 16S ribosomal RNA, partial sequence 


53 
equence 


gi 


gi 


219846774 

32191 

S; 
219846426 


3714904 37163 


icutes; Mycoplasmataceae; Mycoplasma. 
3756121 3756089 35 


gi 


219846395 


3754983 37564 


icutes; Mycoplasmataceae; Mycoplasma. 
3857449 3857417 35 


gi 


219846324 


3856288 38577 


icutes; Mycoplasmataceae; Mycoplasma. 
3858921 3858889 35 


gi 


219846323 


3857775 38592 


icutes; Mycoplasmataceae; Mycoplasma. 
4110496 4110456 13 


gi 


219846145 


4109294 41108 


rsephone 


smataceae; 


Thermodesul 


ref 


ref 


lla. 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 


ref 


ref 


ref 


ref 


ref 


ref 


inea 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


myce 


ionibacter 

88 gi| 265678352 

tial sequence 1 1514 
omycetales; Corynebacterin 
88 gi| 265678351 

ial sequence 1564 3016 
omycetales; Corynebacterin 
88 gi| 265678350 

ial sequence 3067 4565 
omycetales; Corynebacterin 
88 gi| 265678349 

tial sequence 4616 6112 
omycetales; Corynebacterin 
88 gi| 265678342 

ial sequence 7721 9123 
omycetales; Corynebacterin 
87 gi| 265678348 
sequence 6163 7670 
omycetales; Corynebacterin 
87 gi| 219857197 

tial sequence 9174 10588 
omycetales; Corynebacterin 
87 gi| 219857175 

al sequenc 
Actino: 

99 gi| 265678906 

2983 


13 2232371 Persep 


2366137 23675 
Mycoplasma. 


2726822 27283 


55 3220600 Coprot 


e 10639 


NR_025176.1 


NR_025166.1 


NR_025071.1 


NR_025070.1 
9 


NR_025065.1 


NR_025064.1 


NR_025063.1 


NR_024984.1 


NR_024797.1 
2 
Persephonel 
NR_026366.1 
fobiaceae; C 
NR_026017.1 
NR_025986.1 
NR_025914.1 


NR_025913.1 


NR_025735.1 


e; Nocardioi 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_024825.1 


Nocardiacea 
NR_024803.1 
12137 


tales; Coryn 


ref 


4491 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Persephonella 
honella guaymasensis 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Persephonella 
8 Persephonella 
Lay 

Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


NR_029214.1 
Thermo 


Crenarchaeota; Thermoprotei; Thermoproteales; Thermofilaceae; Thermofilum. 


Thermofilum pendens 
filum pendens Archaea; 


222904 Archaea_16S 7084 7052 59 91 gi| 265678836 |ref|NR_029141.1| Natronorubrum aibiense 
strain 7-3 16S ribosomal RNA, partial sequence 5993 7388 Natronorubrum aibiense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

222904 Archaea_16S 17448 17408 59 99 gi|265678750|ref|NR_029055.1| Thermococcus aegaeus 
strain P5 16S ribosomal RNA, partial sequence 16314 17766 Thermococcus aegaeus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

222904 Archaea_16S 142892 142860 59 91 gi|254971270|ref|NR_028188.1| Natrinema ejinorense 
EJ-57 16S ribosomal RNA, partial sequence 141762 143179 Natrinema ejinorense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

222904 Archaea_16S 180211 180179 59 91 gi|254971244|ref|NR_028162.1| Natronolimnobius 
innermongolicus N-1311 16S ribosomal RNA, partial sequence 179100 180534 Natronolimnobius 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Natronolimnobius. 

232042 Bacteria_16S 2703045 2703121 2 77 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

232042 Bacteria_16S 1341037 1341101 2 66 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

232042 Bacteria_16S 1436487 1436563 2 77 gi|224581430|ref|NR_027212.1| Oceanithermus 
profundus strain 506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

232042 Bacteria_16S 2629244 2629316 2 73 gi|219857239|ref|NR_024867.1| Thermus scotoductus 


strain Se-1 16S r 
Deinococcus-Therm 


232042 Bacteria_16S 


strain RF-4 16S r 
Deinococcus-Therm 


232042 Bacteria_16S 


chlororespirans s 
chlororespirans B 


232042 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


232042 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


232042 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


232042 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


232042 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


232042 Bacteria_16S 


metallireducens s 
metallireducens B 


232042 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


232042 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


232042 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


232042 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3021335 3021407 2 73 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3685159 3685223 2 66 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
423246 423310 2 66 gi 
bosomal RNA, partial sequence 


Hu 


T 


se 
ri 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2266490 2266534 2 46 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2311943 2311987 2 46 


gi 


gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


2628913 26303 


219846909 
3021006 30224 


219846447 


265678772 
422881 42442 


lales; Bacillaceae; Bacillus. 

726174 726238 2 66 gi|265678564|ref|NR_028868.1 
ribosomal RNA, partial sequence 725825 727319 Succinispira 
ridia; Clostridiales; Veillonellaceae; Succinispira. 

792428 792472 2 46 gi| 265678517 |ref|NR_028820.1 


792094 79356 


2094597 20961 


219857555 
2266147 22676 


219857521 


in 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geoba 
tes; Bacillales; Bacillaceae; Geobacillus. 
2381538 2381602 2 66 gi|219857472|ref|NR_025060.1 


2381197 23827 


81 Thermus scoto 
hermus. 
ref|NR_026501.1 
77 Thermus ignit 
hermus. 
ref |NR_026038.1 

3684807 36863 
Peptococcaceae; 
ref|NR_029077.1 
5 Bacillus algi 


quence 
diales; 


0 Spirochaeta a 


03 Bacillus hwaj 


ref |NR_025143.1 
57 Geobacillus t 


ref |NR_025109.1 


01 Bacillus jeot 


1 


Cc 


ductus Bacteria; 


Thermus igniterrae 
errae Bacteria; 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Bacillus algicola 
cola Bacteria; 


Succinispira mobilis 
mobilis Bacteria; 


Spirochaeta americana 
mericana Bacteria; 


rochaetales; Spirochaetaceae; Spirochaeta. 
957615 957659 2 46 gi|265678406|ref|NR_028708.1| Geobacillus 
s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
1059980 1060056 2 77 gi| 265678337 |ref|NR_028639.1| Marinithermus 
rain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 
1244263 1244327 2 66 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
train 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
2094940 2095004 2 66 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 


inpoensis Bacteria; 


Geobacillus toebii 
oebii Bacteria; 


Geobacillus 
illus subterraneus 


Bacillus jeotgali 
gali Bacteria; 


232042 Bacteria_16S 3018290 3018366 2 77 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

232042 Bacteria_16S 3314912 3314956 2 46 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

232042 Bacteria_16S 3316438 3316482 2 46 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

232042 Bacteria_16S 3317961 3318005 2 46 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 


232042 Bacteria_16S 3374322 3374386 2 66 gi|219846667|ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

232042 Bacteria_16S 3665498 3665562 2 66 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 

232042 Bacteria_16S 3876490 3876562 2 73 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

232042 Bacteria_16S 4040323 4040387 2 66 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 4221237 4221301 2 66 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

232042 Bacteria_16S 2269611 2269665 2 56 gi|219857553|ref|NR_025141.1| Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

232042 Bacteria_16S 2210080 2210157 2 78 gi|219857592|ref|NR_025180.1| Mycoplasma cricetuli 


strain CH 16S rib 
Tenericutes; Moll 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


232042 Bacteria_16S 21461 21505 2 46 gi|265679049|ref|NR_029357.1 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 #Propionispira 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

232042 Bacteria_16S 35146 35190 2 46 gi|265679040|ref|NR_029348.1 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
232042 Bacteria_16S 80352 80396 2 46 gi|265679010|ref|NR_029318.1 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 

Firmicutes; Bacillales; Listeriaceae; Listeria. 

232042 Bacteria_16S 100209 100253 2 46 gi| 265678996 |ref|NR_029304.1 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

232042 Bacteria_16S 101782 101826 2 46 gi| 265678995 |ref|NR_029303.1 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibaci 
Aneurinibacillus. 

232042 Bacteria_16S 110839 110883 2 46 gi| 265678988 |ref|NR_029296.1 


strain BR 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 
232042 Bacteria_16S 244068 244112 2 46 
strain LC 1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
232042 Bacteria_16S 321054 321098 2 46 gi 
thermoamylovorans strain DKP 16S ribosomal RNA, partial 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bac 
232042 Bacteria_16S 387757 387801 2 46 gi 
strain RV-12x 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
232042 Bacteria_16S 452585 452629 2 46 gi 
strain R 16089 16S ribosomal RNA, complete sequence 
Firmicutes; Bacillales; Macrococcus. 
232042 Bacteria_16S 454183 454227 2 
strain R 16086 16S ribosomal RNA, complete sequence 
Firmicutes; Bacillales; Macrococcus. 

232042 Bacteria_16S 501658 501702 2 46 
strain Sd/3 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
232042 Bacteria_16S 525966 526010 2 46 gi 
contaminans strain R-16222 16S ribosomal RNA, partial s 
contaminans Bacteria; Firmicutes; Bacillales; Bacillace 
232042 Bacteria_16S 548858 548902 2 46 gi 
strain TMAO3 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; 
232042 Bacteria_16S 


gi 


46 gi 


gi 


Clostridiales; Veillonellaceae; 
606277 606321 2 46 gi 


picturae strain R-5321 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanoba 
232042 Bacteria_16S 642983 643027 2 46 gi 


H 1 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Veillonellaceae; 
232042 Bacteria_16S 661007 661051 2 


Sporomusa. 
46 gi 


pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 


pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgal 


2209746 22112 


110499 11199 
Spirochaetaceae; Treponema. 


265678899 |ref|NR_029207.1 
243690 24511 
Megasphaera. 
265678846 |ref|NR_029151.1 
sequence 320691 322234 
illaceae; Bacillus. 
265678796 |ref|NR_029101.1 


387448 38884 
Veillonel 


265678752 


452220 45376 


265678751 


453819 45536 


265678717 


501307 50281 


265678701 
equence 


265678686 


548509 55004 
Sporomusa 


265678647 
nce 
cillus. 

265678622 


642624 644123 Sporo 


265678608 


icoccus. 


ae; Anoxyb 


60592 


la. 


ref|NR_029057.1 


ref|NR_029056.1 


ref|NR_029022.1 


ref|NR_029006.1 

525601 527141 
acillus. 
ref |NR_028991.1 


ref |NR_028952.1 
0 607435 Oceano 


ref 
musa 


NR_028927.1 
ovata Bacte 


24 Mycoplasma cricetuli Bacteria; 


Propionispira arboris 
arboris Bacteria; 


Treponema 
Treponema 


Listeria innocua 


Listeria innocua Bacteria; 


Halobacillus litoralis 


litoralis Bacteria; 


Aneurinibacillus 
Aneurinibacillus 
llus group; 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Bacillus 
Bacillus 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Anoxybacillus 
Anoxybacillus 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Oceanobacillus 
bacillus picturae 


Sporomusa ovata strain 
ria; Firmicutes; 


ref |NR_028913.1 


660668 


Jeotgalicoccus 
662086 Jeotgalicoccus 


232042 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


232042 Bacteria_16S 


histaminiformans 
histaminiformans 


232042 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


232042 Bacteria_16S 


montpellierensis 
montpellierensis 


232042 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


232042 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


232042 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


232042 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


232042 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


232042 Bacteria_16S 


1279 16S ribosoma 


Deinococcus-Thermus; 
232042 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


232042 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


232042 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


232042 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


232042 Bacteria_16S 


strain 2DT 16S ri 


718398 718442 2 46 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
735173 735217 2 46 gi 
strain MR2 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clos 
761623 761667 2 46 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
766288 766332 2 46 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
1008169 1008213 2 46 gi 
osomal RNA, partial sequence 


1 RNA, complete sequence 
laceae; Bacillus. 
1154953 1154997 2 46 gi 
Oceanoba 
gi 


tes; Bacillales; Bacillaceae; 
1157992 1158064 2 73 
1 RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
1263697 1263741 2 46 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1284677 1284721 2 46 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1286234 1286278 2 46 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1293825 1293869 2 46 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 
1296735 1296779 2 46 gi 
bosomal RNA, partial sequence 


265678569 
ence 71801 
illus. 
265678558 
sequence 
tridiales; 
265678538 
quence 
illaceae; 
265678535 
artial seq 
tridiales; 
265678372 


1007814 10092 


lales; Bacillaceae; Bacillus. 
1034107 1034151 2 46 gi| 265678355 
4 16S ribosomal RNA, partial sequence 10337 
tes; Bacillales; Paenibacillaceae; Aneurinibacil 
1055403 1055447 2 46 gi| 265678340 
n 015-7 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Bacillaceae; Parali 
1086893 1086937 2 46 gi| 265678318 


1086532 1088056 Bacil 


253680753 


16S ribosomal RNA, partial sequence 1154576 11561 


cillus. 
228721491 


1157686 1159115 Meiot 


M 
219846655 
sequence 
; Spirocha 
219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
228715348 
sequence 
lococcus. 
219857534 


1296399 12978 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 1315008 1315052 2 46 gi|228716557 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ba 
232042 Bacteria_16S 1433395 1433439 2 46 gi| 224581433 
strain GD521 16S ribosomal RNA, partial sequence 1433051 14345 


Firmicutes; Bacil 


232042 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


232042 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


232042 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


232042 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


232042 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


232042 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


232042 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


lales; Staphylococcus. 

1466759 1466799 2 42 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
1554463 1554507 2 46 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1561882 1561926 2 46 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1586072 1586116 2 46 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 

1634892 1634936 2 


gi 


46 gi 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


224581408 


1466484 14678 


a. 
219857209 
nce 15541 
illus. 
219846143 
uence 
aceae; Ano 
219878487 


1585730 15872 


219878453 


n Sl 16S ribosomal RNA, partial sequence 16345 
tes; Bacillales; Planococcaceae; Planococcus. 
1651529 1651573 2 46 gi|219878441 
s strain LMG 17892 16S ribosomal RNA, partial se 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; 
1685087 1685131 2 46 gi| 219878418 


eiothermus. 


ref |NR_028873.1 
9 719581 Virgib 


ref |NR_028862.1 
734793 736329 
Veillonellaceae 
ref |NR_028842.1 
761257 762788 
Paenibacillus. 
ref|NR_028839.1 
uence 765978 
Veillonellaceae 
ref |NR_028674.1 


ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028620.1 
lus akibai Bacte 


ref|NR_028001.1 


ref|NR_027614.1 
hermus ruber DSM 


ref|NR_026247.1 
1263357 126483 
etaceae; Trepone 
ref|NR_025644.1 
1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref|NR_027520.1 
1293463 129495 


ref |NR_025122.1 


ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_027215.1 


ref |NR_027189.1 


ref |NR_024837.1 
24 1555535 Anoxyb 


ref|NR_025733.1 

1561538 156291 
xybacillus. 
ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025592.1 
30 1635961 Planoc 


ref 
quen 
Bac 


NR_025580.1 
ce 165119 
illus. 


Virgibacillus 
acillus marismortui 


Allisonella 
Allisonella 
Allisonella. 
Paenibacillus 
Paenibacillus 


v 


Veillonella 


; Veillonella. 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 

Paraliobacillus 
2 Paraliobacillus 


ria; Firmicutes; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


1279 Bacteria; 


Treponema 
5 Treponema 
ma. 
Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Bacillus subtilis 
3 Bacillus subtilis 


Treponema putidum 


91 Treponema putidum Bacteria; 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 
Bacteria; 


Planococcus 
occus maitriensis 


Bacillus 
2 1652677 Bacillus 


ref|NR_025557.1 


Bacillus aeolius 


1684753 1686155 Bacillus aeolius Bacteria; 


767386 Veillonella 


Bacillus edaphicus 
65 Bacillus edaphicus Bacteria; 


Bacillus akibai strain 


Meiothermus ruber DSM 


Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 


Staphylococcus felis 
25 Staphylococcus felis Bacteria; 


Bacillus humi strain 
Firmicutes; 


232042 Bacteria_16S 
rifietoensis stra 
Firmicu 
232042 Bacteria_16S 
auripigmenti stra 
auripigmenti Bact 
232042 Bacteria_16S 
karajensis strain 
Firmicu 
232042 Bacteria_16S 
16S ribosomal RNA, partial sequence 1751903 17534 


Bacteria; 


Bacteria; 


strain LMG 18422 


1689637 1689681 2 46 gi 


219878414 


ref|NR_025553.1] Planococcus 


in M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
tes; Bacillales; Planococcaceae; Planococcus. 

1692746 1692790 2 46 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
in OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
eria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

1702068 1702112 2 46 gi| 219878406 |ref|NR_025545.1] Halobacillus 
MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
tes; Bacillales; Bacillaceae; Halobacillus. 

1752244 1752288 2 46 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 1779449 1779493 2 46 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

232042 Bacteria_16S 1789927 1789971 2 46 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

232042 Bacteria_16S 1803698 1803742 2 46 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

232042 Bacteria_16S 1808325 1808369 2 46 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

232042 Bacteria_16S 1823667 1823711 2 46 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

232042 Bacteria_16S 1841972 1842016 2 46 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 1843537 1843581 2 46 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

232042 Bacteria_16S 1857010 1857054 2 46 gi| 219878296 |ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

232042 Bacteria_16S 1879962 1880006 2 46 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

232042 Bacteria_16S 1881543 1881587 2 46 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

232042 Bacteria_16S 1883119 1883163 2 46 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

232042 Bacteria_16S 1884699 1884743 2 46 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

232042 Bacteria_16S 1940641 1940685 2 46 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 


strain LMG 18435 
Firmicutes; Bacil 


232042 Bacteria_16S 


strain 581 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 
232042 Bacteria_16S 2011238 2011318 2 81 gi 


strain 534-30 16S 
Planctomycetes; P 


232042 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


232042 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


232042 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


232042 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


232042 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


Bacillus. 
46 


lales; Bacillaceae; 


1973993 1974037 2 gi 


ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
2038148 2038192 2 46 gi 


lales; Bacillaceae; Virgibacillus. 

2049098 2049142 2 46 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2050658 2050702 2 46 gi 
ridia; Clostridiales; Veillonellaceae; 
2070502 2070546 2 46 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2114685 2114729 2 46 gi 


16S ribosomal RNA, partial sequence 1940300 19418 


219878212 


1973642 19751 


219878188 


2010901 20124 


nctomyceta 
219878169 


16S ribosomal RNA, partial sequence 2037802 20393 


219878159 
sequence 

ales; Veil 
219878158 


6S ribosomal RNA, partial sequence 2050314 20518 


Anaerosin 
219878143 
uence 
cillaceae; 
219857658 


ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 


02 Bacillus shackletonii Bacteria; 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref|NR_025327.1| Planctomyces maris 

04 Planctomyces maris Bacteria; 

ceae; Planctomyces. 

ref |NR_025308.1| Virgibacillus proomii 
07 Virgibacillus proomii Bacteria; 


ref |NR_025298.1 
2048758 205026 
lonellaceae; Anaeroarcus. 
ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
us. 
ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref |NR_025247.1 


Anaeroarcus 
3 Anaeroarcus 


Thermobacillus 
8 Thermobacillus 


Planococcus maritimus 


2114343 2115849 Planococcus maritimus Bacteria; 


232042 Bacteria_16S 2119291 2119335 2 46 gi|219857655|ref|NR_025244.1 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 21204 

Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

232042 Bacteria_16S 2123786 2123830 2 46 gi|219857652|ref|NR_025241.1 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 21249 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2125342 2125386 2 46 gi|219857651|ref|NR_025240.1 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 21265 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2190450 2190494 2 46 gi|219857605|ref|NR_025193.1 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

232042 Bacteria_16S 2191947 2191991 2 46 gi|219857604|ref|NR_025192.1 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

232042 Bacteria_16S 2284870 2284914 2 46 gi|219857542|ref|NR_025130.1 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2345143 2345187 2 46 gi| 219857497 |ref|NR_025085.1 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

232042 Bacteria_16S 2402766 2402810 2 46 gi| 219857458 |ref|NR_025046.1 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillo 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

232042 Bacteria_16S 2547733 2547777 2 46 gi| 219857345 |ref|NR_024933.1 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulf 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinu 
232042 Bacteria_16S 2550733 2550777 2 46 gi| 219857343 |ref|NR_024931.1 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 255039 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillu 
232042 Bacteria_16S 2566110 2566154 2 46 gi|219857290|ref|NR_024921.1 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 256728 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
232042 Bacteria_16S 2627688 2627732 2 46 gi|219857246|ref|NR_024876.1 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracil 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

232042 Bacteria_16S 2642969 2643013 2 46 gi|219857229|ref|NR_024857.1 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 264413 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
232042 Bacteria_16S 2679057 2679101 2 46 gi|219857203|ref|NR_024831.1 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 268021 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
232042 Bacteria_16S 2696840 2696884 2 46 gi|219857190|ref|NR_024818.1 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 269800 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
232042 Bacteria_16S 2698394 2698438 2 46 gi|219857189|ref|NR_024817.1 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacte 
Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2711933 2711977 2 46 gi|219857180|ref|NR_024808.1 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 27129 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2725609 2725653 2 46 gi|219857170|ref|NR_024798.1 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 27267 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2768865 2768909 2 46 gi|219857138|ref|NR_024766.1 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 27700 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2778082 2778126 2 46 gi|219857131|ref|NR_024759.1 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 277920 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
232042 Bacteria_16S 2869253 2869297 2 46 gi|219856878|ref|NR_024697.1 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 286889 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacil 
232042 Bacteria_16S 2870833 2870877 2 46 gi| 219856877 |ref|NR_024696.1 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 28720 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2872411 2872455 2 46 gi|219856876|ref|NR_024695.1 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2875575 2875619 2 46 gi|219856874|ref|NR_024693.1 


strain IFO15718 1 
Firmicutes; Bacil 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


Halobacillus salinus 


54 Halobacillus salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Amphibacillus 
acillus fermentum 


Amphibacillus tropicus 
tropicus Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Paenibacillus 
acillus granivorans 


Veillonella criceti 
nella criceti Bacteria; 


Desulfosporosinus 
osporosinus meridiei 
s. 

Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Anaeromusa 
8 Anaeromusa 
Anaeromusa. 

Gracilibacillus 
ibacillus halotolerans 


Paenibacillus 
1 Paenibacillus 


Lentibacillus 
9 Lentibacillus 


Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Paenibacillus 
8 Paenibacillus 


Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus mojavensis 


2875223 2876748 Bacillus mojavensis Bacteria; 


232042 Bacteria_16S 2877157 2877201 2 46 gi| 219856873 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimic 
232042 Bacteria_16S 2878722 2878766 2 46 gi| 219856872 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacil 
Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2880287 2880331 2 46 gi| 219856871 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 28814 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2881840 2881884 2 46 gi| 219856870 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 28830 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 2998641 2998685 2 46 gi|219846924 


flavithermus stra 
flavithermus Bact 


232042 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


2999867 30013 


ref |NR_024692.1 

2876799 287831 
robium. 
ref|NR_024691.1 
lus flexus Bacte 


Salimicrobium 
5 Salimicrobium 


Bacillus flexus strain 
ria; Firmicutes; 


ref|NR_024690.1| Bacillus carboniphilus 
48 Bacillus carboniphilus Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref |NR_026516.1 


ag Anoxybacillus 
2998293 299981 


in DSM 2641 16S ribosomal RNA, partial sequence 6 Anoxybacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
3000214 3000258 2 46 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


232042 Bacteria_16S 3016905 3016949 2 46 gi|219846912|ref|NR_026504.1| Orenia salinaria 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

232042 Bacteria_16S 3019810 3019882 2 73 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

232042 Bacteria_16S 3066920 3066964 2 46 gi|219846877|ref|NR_026469.1| Gemella palaticanis 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

232042 Bacteria_16S 3089478 3089522 2 46 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

232042 Bacteria_16S 3138883 3138955 2 73 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
strain GY-1 16S ribosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

232042 Bacteria_16S 3140395 3140439 2 46 gi| 219846828 |ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

232042 Bacteria_16S 3154110 3154154 2 46 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

232042 Bacteria_16S 3202835 3202879 2 46 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

232042 Bacteria_16S 3302825 3302869 2 46 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
Firmicutes; Bacillales; Salinicoccus. 

232042 Bacteria_16S 3410809 3410853 2 46 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

232042 Bacteria_16S 3534358 3534402 2 46 gi|219846553|ref|NR_026145.1| Bacillus 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 3543735 3543779 2 46 gi| 219846547 |ref|NR_026139.1| Bacillus pseudofirmus 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 3584796 3584840 2 46 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

232042 Bacteria_16S 3609333 3609377 2 46 gi|219846499|ref|NR_026091.1| Planococcus kocurii 


strain NCIMB 629 
Firmicutes; Bacil 


232042 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


232042 Bacteria_16S 
strain M215 16S ribosomal RNA, partia 


sporothermodurans 
sporothermodurans 


232042 Bacteria_16S 


strain YT-1 16S r 
Deinococcus-Therm 


232042 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


Planococcus. 
46 


lales; Planococcaceae; 


3610814 3610858 2 


Planococcus. 
46 


lales; Planococcaceae; 


3722829 3722873 2 
Bacteria; Firmicutes; Bacillales; 
3878010 3878082 2 73 
ibosomal RNA, partial sequence 

us; Deinococci; Thermales; 
3959635 3959679 2 
osomal RNA, partial sequence 
laceae; Bacillus. 


46 


16S ribosomal RNA, partial sequence 


Thermaceae; 


16S ribosomal RNA, partial sequence 3608971 36104 


219846498 
36104 


gi 


219846419 
1 sequence 
Bacillaceae; 

gi| 219846310 
3877677 38791 
Thermus. 

gi| 219846252 
3959295 39607 


gi 


00 Planococcus kocurii Bacteria; 


ref|NR_026090.1| Planococcus citreus 
51 3611882 Planococcus citreus Bacteria; 
ref|NR_026010.1| Bacillus 

3722493 3723989 Bacillus 


Bacillus. 
ref|NR_025900.1| Thermus aquaticus 
46 Thermus aquaticus Bacteria; 


ref|NR_025842.1| Bacillus firmus strain 
77 Bacillus firmus Bacteria; Firmicutes; 


232042 Bacteria_16S 3993452 3993496 2 46 gi|219846229|ref|NR_025819.1 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 39945 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

232042 Bacteria_16S 4003933 4003977 2 46 gi|219846222|ref|NR_025812.1 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 400502 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

232042 Bacteria_16S 4070424 4070468 2 46 gi|219846172|ref|NR_025762.1 
strain PVl 16S ribosomal RNA, partial sequence 4070099 40715 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

232042 Bacteria_16S 4130929 4130973 2 46 gi|219846126|ref|NR_025716.1 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

232042 Bacteria_16S 4132502 4132546 2 46 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

232042 Bacteria_16S 4196971 4197015 2 46 gi| 219846077 |ref|NR_025667.1 


strain G2 16S rib 
Firmicutes; Bacil 


232042 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


232042 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


232042 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


232042 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


232042 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


strain IHB1 16S r 
Thermotogae; Ther 


kaustophilus stra 
kaustophilus Bact 


232042 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


232042 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


232042 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


232042 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


232042 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


232042 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


232042 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


232042 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


232042 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 


4224221 4224265 2 


46 gi 


4196627 41980 


219846055 


ref 


08 Anoxybacillus 


NR_025645.1 


DSM 5352 16S ribosomal RNA, partial s 


equence 
us. 


ia; Salinicocc 


Firmicutes; 


Bacillales; 


2193427 2193490 2 65 gi 
Deinococcus-Thermus; 
304425 304471 33 

ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
1202000 1202046 33 78 gi 


ria; Deinococci; 


78 gi 


motogales; Thermotogaceae; 
2823205 2823255 34 


Thermotoga. 
83 gi 


2827738 2827784 33 78 
ibosomal RNA, partial sequence 


gi 


219542 219606 2 66 gi 
Firmicutes; Bacillales; Bacillac 
2633704 2633748 2 46 gi 
train MAE2 16S ribosomal RNA, partial 

acteria; Firmicutes; Bacillales; Plano 
3767295 3767368 10 82 gi 
SEBR 2840 16S ribosomal RNA, partial 

ia; Proteobacteria; Deltaproteobacteri 


eria; 


53484 53528 2 46 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
95645 95701 27 82 gi 
ria; Proteobacteria; Deltaproteobacter 
322653 322717 2 66 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
484565 484609 2 46 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 
510750 510794 2 46 gi 
osomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
609348 609392 2 46 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 
650607 650651 2 46 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 


gi 


232042 Bacteria_16S 


796975 797019 2 46 gi 


219857603 


n WR-30 16S ribosomal RNA, partial sequence 


Thermales; 
265678857 


304028 30558 


228715358 


219856908 


in HGP1 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Aquifica 
232042 Bacteria_16S 


ceae; 
219856905 


2827347 28288 
motogales; Thermotogaceae; Thermosipho 
232042 Bacteria_16S 
in BD 53 16S ribosomal RNA, partial se 


265678916 
quence 
eae; 
219857236 
sequence 
coccaceae; 
219846386 
sequence 
a; Desulfo 


265679028 
1 sequence 
stridiales 
265678999 


n Aspo2 16S ribosomal RNA, partial sequence 


ia; Desulf 


265678845 


322285 32381 


ae; Haloth 
265678728 
ete sequen 
es; Spiroc 
265678711 


510382 51190 


265678645 
1 sequence 
ccaceae; P 
265678617 
tial seque 
rococcacea 
265678514 


4223876 42253 


8 


Hydr 


Geoba 


ref 


i} 


ref 


ref 


somal RNA, partial sequence 1201630 1203111 Thermotog 


ref 


ogen 
ref 


ref 


ND 


cill 
ref 


Pla 
ref 


vibr 
ref 


; Pe 
ref 


ovib 


ref 


ermo 
ref 


haet 
ref 


ref 


lano: 
ref 
nce 
e; 
ref 


193088 21945 
The 


2822817 28243 


19184 22060 


2633347 26347 


3766971 37683 


53088 


95265 


ce 484221 48574 


609006 61048 


Aerococcus. 


NR_025191.1 
7 
rmaceae; Me 
NR_029163.1 


NR_027530.1 
a neapolitan 


NR_024729.1 
1 
obacter. 
NR_024726.1 


NR_029224.1 
8 
us. 
NR_024864.1 
9 
nomicrobium. 
NR_025977.1 
8 
ionales; Des 
NR_029336.1 
54587 
ptococcaceae 
NR_029307.1 
96764 
D 


rionales; De 


NR_029150.1 


thrix. 
NR_029033.1 
1 
aceae; Spiro 
NR_029016.1 


NR_028950.1 
5 
microbium. 
NR_028922.1 

650305 


i 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Pontibacillus 
0 Pontibacillus 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Salinicoccus 
3 Salinicoccus 


Meiothermus 
0 Meiothermus 
othermus. 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Hydrogenobacter 
3 Hydrogenobacter 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Geobacillus 
Geobacillus 


Planomicrobium 
1 Planomicrobium 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


’ 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Spirochaeta 
Spirochaeta 

chaeta. 

Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Planomicrobium 
Planomicrobium 


Aerococcus 
651625 Aerococcus 


Paenibacillus 


NR_028817.1 


naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


Paenibacillus 


232042 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


232042 Bacteria_16S 


koreensis strain YC300 16S ribosomal RNA, partial sequence 89842 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
232042 Bacteria_16S 996066 996110 2 46 gi|265678380|ref 


strain B1333 16S 
Firmicutes; Lacto 


232042 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


232042 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


232042 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


232042 Bacteria_16S 


strain E58 16S ri 


strain TH-23 16S 
Firmicutes; Bacil 


232042 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


232042 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


232042 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


232042 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


232042 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


232042 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


232042 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


232042 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


232042 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


232042 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


232042 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


232042 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


232042 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


232042 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


232042 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1046398 1046442 2 46 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1168601 1168645 2 46 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1259201 1259245 2 46 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1366744 1366788 2 46 gi 
bosomal RNA, complete sequence 


ca 


ue 
ce 


ce 
ta 


en 
oc 


1419460 1419504 2 46 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1434923 1434967 2 46 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1510623 1510667 2 46 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1680541 1680617 2 77 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1870796 1870840 2 46 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1902973 1903017 2 46 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
2169173 2169217 2 46 gi 
ain FTR1 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; Ca 
2185847 2185891 2 46 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2313449 2313493 2 46 gi 
in T8 16S ribosomal RNA, partial seque 
tes; Bacillales; Salinicoccus. 

2387656 2387700 2 46 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2443933 2443977 2 46 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2621538 2621582 2 46 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2788697 2788741 2 46 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2981880 2981924 2 46 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3041131 3041175 2 46 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3047245 3047289 2 46 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 


gi 


en 
ni 


e 
oc 


ue 
i; 


gi 


qu 
rm 


nc 
e; 


nc 
nc 
S; 


e 
mi 


en 
mi 


ce 
ni 


ue 
ac 


se 
ro 


232042 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


839807 839851 2 46 gi| 265678486 |ref 
somal RNA, partial sequence 839468 840930 Geobacill 
laceae; Geobacillus. 

898802 898846 2 46 gi| 265678445 |ref 


995703 99724 


265678347 


228719827 


219846811 


228718799 
1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


232042 Bacteria_16S 224581445 


1419106 14206 
224581431 
219846273 
219878421 
219878287 


1870444 18719 


219878261 


1902626 19040 


219857622 


219857608 


219857520 


219857468 


219857423 


219857251 


219857124 


219846935 


219846895 


3040796 30422 


219846890 


tella. 
ref 
nce 
ae; siba 
ref 


Cera 


11682 
ceae; Spiroc 
ref 
ce 12588 
cales; Deino 
ref 


ref 


ref 
ce 14345 
bacillus. 
ref 
sequence 
caceae; Abio 
ref 
nce 

Thermales; 
ref 


ref 


ref 
2 

acea 

ref 


ence 
obacteri 


21855 
Carnoba 


e 
cter 
ref 
e 23131 
ref 

23873 
Thermoa 


e 
naer 
ref 
24435 
crobium. 
ref 
ce 26212 
crobium. 
ref 
27883 
bacillus. 
ref 
nce 
eae; 


Chlamyd 


ref 


ref 
quence 


coccaceae; F 


7 899962 Paeni 


1046039 10475 


43 1169775 Spiro 


78 1260346 Deino 


26 Chlamydophila 


76 1436085 Paeni 


1510256 15116 


1680196 16816 


168820 21703 


17 2186981 Carno 


25 2314583 Salin 


07 2388807 Thermo 


92 2445097 Plano: 


00 2622680 Plano: 


65 2789727 Paeni 


2981577 29830 


3046902 30484 


NR_028789.1 
us uzenensis 


NR_028747.1 
b 


NR_028682.1 


NR_028649.1 
2 
cillus. 
NR_027585.1 
Cc 
haeta. 
NR_026403.1 
c 
coccaceae; D 
NR_027576.1 


NR_027227.1 


NR_027213.1 
b 


NR_025863.1 
6 
trophia. 
NR_025560.1 
7 
Thermaceae; 
NR_025426.1 


NR_025400.1 


NR_025211.1 
0 
e; Carnobact 
NR_025197.1 
b 
ium. 
NR_025108.1 
i 


NR_025056.1 


obacteraceae 
NR_025011.1 
Tm. 


NR_024881.1 
m. 


NR_024752.1 
b 


NR_026527.1 
5 
ophila. 
NR_026487.1 


NR_026482.1 
0 
acklamia. 


3048787 3048831 2 46 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; 


219846889 


ref 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Paenibacillus 
acillus koreensis 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Spirochaeta 
haeta smaragdinae DSM 


Deinococcus 

occus radiopugnans ATCC 
einococcus. 
Chlamydophila pecorum 
pecorum E58 Bacteria; 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Paenibacillus 
acillus antarcticus 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Carnobacterium 
5 Carnobacterium 
erium. 
Carnobacterium 
acterium viridans 


Salinicoccus 
coccus alkaliphilus 


Thermoanaerobacter 
anaerobacter yonseiensis 
; Thermoanaerobacter. 
Planomicrobium 
icrobium koreense 


Planomicrobium 
icrobium mcmeekinii 


Paenibacillus 
acillus koleovorans 


Chlamydophila 
5 Chlamydophila 


Facklamia languida 


68 Facklamia languida Bacteria; 


Facklamia 
3 Facklamia 


NR_026481.1 


Eremococcus coleocola 


3048454 3049838 Eremococcus coleocola 


Eremococcus. 


232042 Bacteria_16S 3090917 3090961 2 46 
strain 1607-97 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; 
232042 Bacteria_16S 3099947 3099991 2 
700631 16S ribosomal RNA, partial sequence 


Lactobacillales; Aerococcaceae; Facklamia. 


gi|219846861 
3090574 30919 
Ignavigranum. 
46 gi| 219846855 
3099595 3101003 Fackl 


ref |NR_026453.1 
90 Ignavigranum 


Ignavigranum ruoffiae 
ruoffiae Bacteria; 


ref 
amia 


NR_026447.1 
ignava Bact 


Facklamia ignava ATCC 
eria; Firmicutes; 


232042 Bacteria_16S 3146442 3146486 2 46 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

232042 Bacteria_16S 3155721 3155765 2 46 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
232042 Bacteria_16S 3245330 3245370 6 46 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 

232042 Bacteria_16S 3246795 3246859 2 66 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

232042 Bacteria_16S 3362300 3362344 2 46 gi|219846675|ref|NR_026267.1| Salimicrobium album 


strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 33634 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 
232042 Bacteria_16S 3537483 3537527 2 46 
strain DSM 8722 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
232042 Bacteria_16S 3542181 3542225 2 46 
strain DSM 8716 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


41 Salimicrobium album Bacteria; 


gi|219846551 
3537139 35386 


ref|NR_026143.1| Bacillus gibsonii 
44 Bacillus gibsonii Bacteria; 


gi|219846548 
3541838 35433 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


232042 Bacteria_16S 3764384 3764428 2 46 gi| 219846388 |ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
232042 Bacteria_16S 3930192 3930236 2 46 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

232042 Bacteria_16S 4041781 4041825 2 46 gi|219846195|ref|NR_025785.1| Bacillus farraginis 


strain R-6540 16S 
Firmicutes; Bacil 


ribosomal RNA, partial sequence 4041510 40429 


lales; Bacillaceae; Bacillus. 


25 Bacillus farraginis Bacteria; 


232042 Bacteria_16S 4082693 4082737 2 46 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

232042 Bacteria_16S 4102129 4102173 2 46 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 


strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

232042 Bacteria_16S 4198393 4198437 2 46 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

232042 Bacteria_16S 4212006 4212050 2 46 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Geobacillus. 


232042 Bacteria_16S 4230272 4230316 2 46 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
232042 Bacteria_16S 50254 50325 10 80 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
232042 Bacteria_16S 204041 204104 2 65 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 
232042 Bacteria_16S 801656 801719 2 65 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
232042 Bacteria_16S 920521 920560 27 66 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 
232042 Bacteria_16S 1301291 1301354 2 65 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 
232042 Bacteria_16S 2756914 2756977 2 65 gi|219857148|ref|NR_024776.1| Thermaerobacter 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 


nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


232042 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


232042 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


232042 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


232042 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


232042 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


232042 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


232042 Bacteria_16S 


denitrificans str 
denitrificans Bac 


232042 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


232042 Bacteria_16S 


caldilitoris stra 
caldilitoris Bact 


232042 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


232042 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


232042 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


232042 Bacteria_16S 


succinivorans str 
succinivorans Bac 


232042 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


232042 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


232042 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


232042 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


232042 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


232042 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


232042 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


232042 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


232042 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


2904484 2904547 2 65 gi 


ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
1854058 1854102 2 46 gi 
rain CCUG 44365 16S ribosomal RNA, parti 
cteria; Firmicutes; Lactobacillales; Aer 
3765884 3765930 10 56 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
3971550 3971588 39 76 gi 
ain AS-Pl 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
2201006 2201083 2 78 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2689550 2689599 34 82 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
3811128 3811172 2 46 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 


ce 
ib 


eq 
1: 


qu 
ce 


e; 


219856853 


504361 50587 


219878298 


219846387 


219846244 


219857598 


2200688 22021 


219857196 


219846355 


ref |NR_024672.1 


ref 
nce 


NR_025437.1 

185372 
ae; Globicatella 
ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref |NR_025834.1 
3971185 397263 
olderiales; Coma 
ref |NR_025186.1 


al seque 
ococcace 


37655 
rionales 


uence 
a; Burkh 


ref |NR_024824.1 
2689164 269065 

ogenivirga. 

ref |NR_025946.1 

56 3812276 Carnob 

cterium. 


ence 
ae; Hydr 
38107 
Carnoba 


3931735 3931779 2 46 gi 
IFU 12706 16S ribosomal RNA, complete 
Firmicutes; Lactobacillales; Carnoba 
39541 39585 2 46 gi 
F-2 16S ribosomal RNA, complete seque 
tes; Bacillales; Staphylococcus. 

69985 70029 2 46 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
312089 312133 2 46 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
392419 392463 2 46 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
432562 432606 2 46 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
541201 541245 2 46 gi 
CW1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
700353 700397 2 46 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
804675 804719 2 


se 
ct 


v 
nc 
qu 
di 


eq 
yl 


se 
il 


en 
ni 


ce 
gi 


Paenibacillus 
46 gi 


ridia; Clostridiales; Veillonellaceae; 
816943 816987 2 46 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
891095 891139 2 46 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
1006708 1006752 2 46 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ne 


ce 


232042 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 


1018751 1018795 2 46 gi 
uccinus strain AMG-D1 16S ribosomal RNA, 
succinus Bacteria; 


219846272 
265679037 
265679017 
265678852 
265678793 
265678766 
265678691 
265678582 
699985 70142 
265678509 
16S ribosomal RNA, partial sequence 804384 80579 
Anaeroglo 
265678501 
bacteroida 
265678450 
890778 89219 


265678373 
1006359 10077 


265678365 


ref |NR_025862.1 
3931373 393277 
; Granulicatella 
ref |NR_029345.1 
40723 Staphy 


quence 
eriaceae 
e 39179 
ref |NR_029325.1 

69637 71125 
illonellaceae; S 
ref |NR_029158.1 

311738 313264 


ence 
ales; Ve 


uence 
ococcus. 
ref|NR_029098.1 

392074 393575 
Paenibacillus. 
ref|NR_029071.1 
6 433742 Paenib 
ref|NR_028996.1 
2 542331 Staphy 


quence 
laceae; 


ce 43219 
bacillus 


54086 


ref |NR_028887.1 
2 Paenibacillus 


ref|NR_028812.1 
1 Anaeroglobus 
bus. 
ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref|NR_028752.1 


e 81658 


ia. 
ref 


ae; Oren 


NR_028675.1 


Incertae Sedis; 


Thermaerobacter 


n 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 

ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
2995599 2995649 34 83 gi|219846926|ref|NR_026518.1| Hydrogenobacter 

train Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 

acteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 
3313383 3313454 10 80 gi|219846711|ref|NR_026303.1| Desulfovibrio 

in G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 

eria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
504730 504776 33 78 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Globicatella 

6 1855215 Globicatella 
Desulfovibrio 

ovibrio acrylicus 

aceae; Desulfovibrio. 
Brachymonas 

6 Brachymonas 

monadaceae; Brachymonas. 

Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Hydrogenivirga 
5 Hydrogenivirga 


Carnobacterium 
acterium funditum 


Granulicatella 
8 Granulicatella 
Staphylococcus 
lococcus condimenti 


Schwartzia 
Schwartzia 
chwartzia. 
Staphylococcus 
Staphylococcus 


Paenibacillus 
Paenibacillus 


Paenibacillus 
acillus favisporus 


Staphylococcus 
lococcus nepalensis 


Paenibacillus odorifer 
odorifer Bacteria; 


Anaeroglobus geminatus 


geminatus Bacteria; 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


ref |NR_028667.1 
complete sequence 
Firmicutes; Bacillales; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 


232042 Bacteria_ 


acidiphilus strai 
acidiphilus Bacte 


232042 Bacteria_ 


acetoxidans DSM 7 


DSM 771 Bacteria; 


232042 Bacteria_1 


pacificum DSM 126 


DSM 12653 Bacteri 
Carboxydibrachium. 
232042 Bacteria_1 


schleiferi subsp. 


carnosus subsp. 
carnosus subsp. 


kristjanssonii 17 
kristjanssonii 17 
Family III. 


15470 strain E7.2 
Bacteria; 


subsp. 


subsp. sciuri Bac 


232042 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; 


strain DSM 1672 1 
Firmicutes; 


agaridevorans Bac 


232042 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


232042 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


232042 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


strain LMG 18419 
Firmicutes; Bacil 


232042 Bacteria_16S 
FR-11 16S ribosomal RNA, partial sequ 


hesperidum strain 
Bacteria; Firmicu 


232042 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


232042 Bacteria_16S 
train AIP 412.00 16S ribosomal RNA, pa 
Clost 


micronuciformis s 
micronuciformis B 


232042 Bacteria_16S 
in AM141 16S ribosomal RNA, partial se 


daejeonensis stra 
daejeonensis Bact 


232042 Bacteria_16S 
AM49 16S ribosomal RNA, partial seque 
Pae 


kribbensis strain 
Bacteria; Firmicu 


232042 Bacteria_16S 
n PBl 72 16S ribosomal RNA, partial se 


brasilensis strai 
brasilensis Bacte 


232042 Bacteria_16S 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


Incer 
232042 Bacteria_16S 


Firmicu 
232042 Bacteria_16S 
sciuri str 


Spi 
232042 Bacteria_16S 


Clost 
232042 Bacteria_16S 
agaridevorans str 


16S 1063044 1063088 2 46 gi 


16S 1159501 1159545 2 46 gi 
Firmicutes; Clostridia; 


6S 1194387 1194431 2 46 gi 


a; Firmicutes; Clostridia; 


6S 1318120 1318164 2 46 gi 


6S 1319662 1319706 2 46 gi 


6S 1321204 1321248 2 46 gi 
arnosus strain 361 16S ribosomal RNA, 
arnosus Bacteria; Firmicutes; 
6S 1324309 1324372 2 65 gi 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1328796 1328840 2 46 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; 
1478916 1478960 2 46 
ain DSM 20345 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; 
1522552 1522596 2 46 
ribosomal RNA, partial sequence 
rochaetales; 


gi 


gi 


1747707 1747751 2 46 gi 


ridia; Clostridiales; Veillonellaceae; 
1777900 1777944 2 46 gi 
teria; Firmicutes; Bacillales; 
1800565 1800609 2 46 gi 
tes; Bacillales; Paenibacillaceae; 
1914713 1914757 2 46 gi 
tes; Bacillales; Paenibacillaceae; 
1916304 1916336 33 65 gi 
16S ribosomal RNA, partial sequence 

1942187 1942231 2 46 gi 
lales; Paenibacillaceae; 


2032000 2032044 2 46 gi 
tes; Bacillales; Alicyclobacillaceae; 
2047535 2047579 2 46 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; 
2140398 2140442 2 46 gi 
acteria; Firmicutes; Clostridia; 
2225113: 2225157 2 46 gi 


Paenibac 
gi 


Firmicutes; Bacillales; 
2226674 2226718 2 46 


eria; 


tes; Bacillales; Paenibacillaceae; 


2316493 2316537 2 46 gi 
Paenibaci 
46 gi 


Firmicutes; Bacillales; 
2431737 2431781 2 


ria; 


tes; Bacillales; Paenibacillaceae; 


n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 


71 16S ribosomal RNA, partial sequence 
Clostridiales 


53 16S ribosomal RNA, partial sequence 
Thermoanaer 


coagulans strain GA 211 16S ribosomal 

Staphylococcus schleiferi subsp. coagulans Bacteria; 
232042 Bacteria_1 
subsp. urealyticu 
capitis subsp. ur 
232042 Bacteria_1 
c 
c 
232042 Bacteria_1 
7R1B strain 16S ribosomal RNA, partial 


s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 


Bacillal 


Clostridiales; Veillo 


compl 
Staphyl 


ain DSM 1355 16S ribosomal RNA, partia 
Paeniba 


IS1 16S ribosomal RNA, partial sequenc 
Pae 


n CM1l 16S ribosomal RNA, partial seque 


Pae 


motogales; Thermotogaceae; Thermosipho 
232042 Bacteria_16S 


265678335 
uence 


228721485 


v 


228715634 
11940 
obact 


228715349 
RNA, 


228715347 
artia 
ales; 

228715346 


es; 

219878140 
sequence 
T. 


219846090 
13284 
nellaceae; 
219878381 
et 
ococcus. 
219857543 


1522207 15236 
Spirochaetaceae; Treponema. 


219878375 


6S ribosomal RNA, partial sequence 1747351 17488 


Megamonas 
219878351 
1 
cillaceae; 
219878335 
e 18002 
ni 
219878252 
nce 19143 
ni 
219878250 
19159 


219878233 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillus 


219878174 
ence 20316 
Alicycloba 
219878160 


2047168 20487 
Paenibacillus. 


219857641 
rtial sequ 
ridiales; 
219857582 
quence 
illaceae; 
219857581 
nce 22263 
nibacillus 
219857518 
quence 
llaceae; P 
219857436 


acillaceae 
11591 
Peptococ 
erale 
part 
Firmicutes; 


1 seq 
Stap 


partial se 
Staphy 


hermoana 


e sequen 


sequence 


bacillus. 


bacillus. 


ref|NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref 
ial 


NR_027521.1 
sequence 


ref 
uenc 
hylo 
ref 
quen 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
lococcus. 
ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_025520.1 
ce 1478573 148010 


ref |NR_025131.1 


ref|NR_025514.1 


ref |NR_025490.1 

1777548 177905 
Paenibacillus. 
ref|NR_025474.1 
19 1801737 Paenib 


ref |NR_025391.1 
61 1915860 Paenib 


ref |NR_025389.1 
11 1917433 Thermo 


ref |NR_025372.1 
47 Paenibacillus 


ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref |NR_025299.1 
07 Paenibacillus 


ref 
ence 


NR_025230.1 
214009 
Veillonellaceae; 
ref|NR_025170.1 
2224766 222627 
Paenibacillus. 
ref|NR_025169.1 
29 2227839 Paenib 
ref|NR_025106.1 
2316148 231753 
aenibacillus. 
ref|NR_025024.1 


Bacillales; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Caldicellulosiruptor 
8 Caldicellulosiruptor 


hermoanaerobacterales 


Dialister invisus DSM 
ter invisus DSM 15470 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Treponema parvum 


91 Treponema parvum Bacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
acillus stellifer 


Paenibacillus 
acillus azoreducens 


Thermosipho geolei 
sipho geolei Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Paenibacillus borealis 
borealis Bacteria; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Paenibacillus 

8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Paenibacillus 
1 Paenibacillus 


Paenibacillus 


2431410 2432897 Paenibacillus chinjuensis 
Paenibacillus. 


232042 Bacteria_ 
narugense strain 
Bacteria; 
232042 Bacteria_ 
strain IFO 12702 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; Sporichthya. 

232042 Bacteria_16S 2907557 2907601 2 46 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

232042 Bacteria_16S 2909103 2909147 2 46 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

232042 Bacteria_16S 2910647 2910691 2 46 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

232042 Bacteria_16S 2912189 2912233 2 46 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

232042 Bacteria_16S 2913733 2913777 2 46 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

232042 Bacteria_16S 2915276 2915320 2 46 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

232042 Bacteria_16S 2916818 2916862 2 46 gi|219856845|ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

232042 Bacteria_16S 3130003 3130047 2 46 gi|219846835|ref|NR_026427.1| Halanaerobacter 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 3129667 3131049 Halanaerobacter 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
232042 Bacteria_16S 3141954 3141998 2 46 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

232042 Bacteria_16S 3372803 3372847 2 46 gi|219846668|ref|NR_026260.1| Halanaerobacter 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 3373950 Halanaerobacter 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
232042 Bacteria_16S 3444708 3444752 2 46 gi|219846613|ref|NR_026205.1| Succiniclasticum 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 

232042 Bacteria_16S 3450930 3450962 33 65 gi|219846609|ref|NR_026201.1| Thermotoga elfii 


strain DSM 9442 1 
Thermotogae; 


strain SL1 16S ri 
Thermotogae; 


strain AW 25 16S 
Firmicutes; Bacil 


232042 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


232042 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


232042 Bacteria_16S 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
232042 Bacteria_16S 


stackebrandtii st 


stackebrandtii Ba 
232042 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


232042 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


232042 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


232042 Bacteria_16S 


Firmicu 


Ther 
232042 Bacteria_16S 


Ther 
232042 Bacteria_16S 


16S 2739152 2739196 2 46 gi 


tes; 
16S 


Clostridia; 


2826161 2826217 10 66 


gi 


motogales; Thermotogaceae; Thermotoga. 
3777955 3777987 33 65 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
3844570 3844614 2 46 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

3871798 3871842 2 46 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3873385 3873429 2 46 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 
3895100 3895144 2 46 gi 
ribosomal RNA, complete sequence 


gi 


4043315 4043359 2 46 gi 
rain K22-03 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Planoc 
4078019 4078083 2 66 gi 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
4105129 4105173 2 46 gi 
S ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
4207427 4207471 2 
strain 41 16S ribosomal 
Bacteria; Firmicutes; Clostridia; 
ella. 


46 gi 
RNA, partial 
Clo 


Na82 16S ribosomal RNA, partial sequen 
Thermoanaerobacterale 


219857161 
ce 
S; 

219856906 


16S ribosomal RNA, partial sequence 2825825 28272 


6S ribosomal RNA, partial sequence 3450571 34520 


219846378 


3777587 37790 


219846332 


3844228 38456 


219846314 


3871442 38729 


Sedis; 
219846313 
38730 
Incertae 
219846298 


3894733 38962 


219846191 
sequence 

occaceae; 

219846167 
uence 

les; Pepto 
219846149 


4104804 41063 
Paenibacillus. 


219846070 
sequence 
stridiales 


24661 24708 33 79 gi 


265679047 


methylpentosum strain R2 16S ribosomal RNA, partial sequence 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


27388 
Thermod 


ref|NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref|NR_024727.1 


ref|NR_025969.1 


ref |NR_025922.1 


ref |NR_025904.1 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref|NR_025888.1 


ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025757.1 

4077655 407918 
coccaceae; Crypt 
ref |NR_025739.1 
11 Paenibacillus 


ref|NR_025660.1 
4207086 420854 
Clostridiales 


’ 


Thermodesulfobium 


hermodesulfobium. 


89 Thermotoga elfii Bacteria; 


Planococcus 
9 Planococcus 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 


lactis Bacteria; 
Carboxydocella 


0 Carboxydocella 
Family XVI. 


ref |NR_029355.1 
24277 25711 


Clostridium 
Clostridium 


desulfobium narugense 


Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 


Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


Staphylococcus warneri 
97 Staphylococcus warneri Bacteria; 


Gemella morbillorum 
77 Gemella morbillorum Bacteria; 
Gemella. 
Gemella haemolysans 

a haemolysans ATCC 10379 


Chlamydia trachomatis 
80 Chlamydia trachomatis Bacteria; 


Paenibacillus lactis 


Incertae 


232042 Bacteria_1 
ammonificans stra 
ammonificans Bact 
232042 Bacteria_1 
strain ED 11/3LLK 
Aquificae; Aquifi 
232042 Bacteria_1 
lithotrophicum st 
lithotrophicum Ba 
232042 Bacteria_1 
aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 
232042 Bacteria_1 


strain EX-H1 16S 


Aquificae; Aquifi 
232042 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


232042 Bacteria_16S 
DSM 13279 16S rib 


6S 407818 407865 33 79 gi 


6S 603317 603364 33 79 gi 
16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; 
1203533 1203572 27 


66 gi 


osomal RNA, partial sequence 


in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 


1190944 11924 
Persephone 


13280 16S ribosomal RNA, partial sequence 12031 
Coriobacteridae; Coriobacteriales 
1205041 1205080 27 66 gi| 228715355 


1204671 12061 


265678783 
uence 
obacteriac 
265678649 
60290 


lla. 
228715356 


06 Persephonella 


ref|NR_027528.1 
62 1204620 Collin 
Coriobacterine 


v 


ref|NR_027527.1 
28 Collinsella 


5 604369 Thermo 


ref|NR_029088.1| Thermovibrio 
407444 408915 Thermovibrio 

eae; Thermovibrio. 

ref|NR_028954.1| Thermovibrio ruber 


vibrio ruber Bacteria; 


cales; Desulfurobacteriaceae; Thermovibrio. 

6S 1049489 1049536 33 79 gi|265678345|ref|NR_028647.1| Balnearium 

rain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 

cteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

6S 1109631 1109670 27 66 gi|265678302|ref|NR_028604.1| Collinsella 

n JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 

ria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 

; Collinsella. 

6s 1191316 1191367 33 83 gi|228715750|ref|NR_027538.1| Persephonella marina 


marina EX-H1 Bacteria; 
Collinsella 
sella intestinalis DSM 


ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

232042 Bacteria_16S 1304401 1304464 2 65 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

232042 Bacteria_16S 2231279 2231330 33 83 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

232042 Bacteria_16S 2727214 2727265 33 83 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

232042 Bacteria_16S 3496562 3496601 27 66 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

232042 Bacteria_16S 498563 498601 39 76 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

232042 Bacteria_16S 500115 500153 39 76 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

232042 Bacteria_16S 576247 576285 39 76 gi|265678668|ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
232042 Bacteria_16S 850231 850293 2 64 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

232042 Bacteria_16S 942106 942144 39 76 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

232042 Bacteria_16S 943669 943707 39 76 gi| 265678416 |ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

232042 Bacteria_16S 945232 945270 39 76 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

232042 Bacteria_16S 946792 946830 39 76 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

232042 Bacteria_16S 951478 951516 39 76 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

232042 Bacteria_16S 953029 953067 39 76 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

232042 Bacteria_16S 954589 954627 39 76 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 


strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 


232042 Bacteria_ 


strain 7-1 16S ri 
B 


Proteobacteria; 


232042 Bacteria_16S 
melanesiensis str 
melanesiensis BI4 
232042 Bacteria_16S 
naphthalenivorans 


CJ2 Bacteria; 


Alicycliphilus. 


232042 Bacteria_16S 
strain B8 16S rib 
B 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


strain KF46F 16S 
Proteobacteria; 


strain ATCC 19624 
Proteobacteria; 


Bacteria; 


Proteobacteria; B 


232042 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


232042 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


232042 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


232042 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


232042 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


232042 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


232042 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


Pro 
232042 Bacteria_16S 
denitrificans str 
denitrificans K60 


B 


B 


osomal RNA, partial sequence 


1550008 1550046 39 
osomal RNA, partial sequence 


76 gi 


1551476 1551514 39 76 gi 


1724941 1724979 39 76 gi 


1936161 1936199 39 76 gi 


teria; Proteobacteria; 
2304346 2304384 39 76 
ribosomal RNA, partial sequence 


gi 


2352673 2352711 39 76 gi 


teria; Proteobacteria; 
2543099 2543137 39 76 gi 
CCUG 20334 16S ribosomal RNA, partial 


2546212 2546250 39 76 gi 
16S ribosomal RNA, partial sequence 


2644546 2644584 39 76 gi 
S1 16S ribosomal RNA, partial sequenc 


2743617 2743655 39 

osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
2749319 2749357 39 76 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


76 gi 


2847575 2847613 39 76 gi 
etaproteobacteria; Burkholderiales; Co: 
2861551 2861589 39 76 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
3013876 3013914 39 76 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3962695 3962733 39 76 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
10687 10760 10 82 gi 
rain 16910a 16S ribosomal RNA, complet 
cteria; Proteobacteria; Deltaproteobac 


33803 33836 33 66 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 


232042 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; 


Thermotogales; 


330361 330402 33 73 gi 
ibosomal RNA, partial sequence 
Thermotogaceae; Geotoga. 


etaproteobacteria; Burkholderiales; Aq 
232042 Bacteria_16S 
strain B6 16S rib 
Betaproteobacteria; Burkholderiales; Aq 
232042 Bacteria_16S 
citratiphilum str 
Proteob 
232042 Bacteria_16S 
strain LMG 3475 1 
B 


ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


ain 23310 16S ribosomal RNA, partial s 
Betaproteobacte 


etaproteobacteria; Burkholderiales; Co: 
232042 Bacteria_16S 
denitrificans str 
denitrificans Bac 
232042 Bacteria_16S 
palleronii strain 
palleronii Bacter 
232042 Bacteria_16S 


ain 123 16S ribosomal RNA, partial seq 
Betaproteobacte 


ia; Proteobacteria; Betaproteobacteria 


etaproteobacteria; Burkholderiales; Co: 
232042 Bacteria_16S 
intermedia strain 
Proteob 
232042 Bacteria_16S 
strain T7 16S rib 


acteria; Betaproteobacteria; Burkholde 


1548180 15495 
bacteriu 


ua 
219857244 


1549646 15510 
bacteriu 


ua 
219857243 
en 
riales; 
219878391 


6S ribosomal RNA, partial sequence 1724592 17259 
etaproteobacteria; Burkholderiales; Co: 
232042 Bacteria_16S 
nitrativorans str 
nitrativorans Bac 
232042 Bacteria_16S 


ma: 
219878237 
equence 

ria; 
219857526 


2303983 23054 
monadace 


ma: 
219857492 
uence 
ria; 
219857348 
sequence 


v 


219857346 


ma: 
219857228 
e 
riales; 
219857158 


2743252 27447 
monadace 


ma: 
219857154 
equence 

ria; 


219856892 


16S ribosomal RNA, partial sequence 2847193 28487 
monadace 


ma: 
219856883 
1 
a; 


219846914 


3013492 30150 
monadace 


ma 
219846250 


3962329 39637 
mamonadace 


265679056 
teria; 


265679041 


265678840 


ce 15511 
Aq 


monadace 


Burkh 


Burkh 


Burkhold 


25458 
monadace 


26441 
Co 


Burkh 


sequence 
Burkhol 


e sequence 
Des 


33436 
obacterine 


m. 
ref 


m. 
ref 


uaba 
ref 


ae; 
ref 


olde 
ref 


ae; 
ref 


olde 
ref 


eria 
ref 


ae; 
ref 


mamo 
ref 


ae; 
ref 


olde 


ref 


ae; 
ref 


deri 
ref 


ae; 
ref 


ae; 
ref 


ulfo 


ref 


ae; 


95 Aquabacterium 
61 Aquabacterium 


12 1552529 Aquab 


1935800 193729 


2352316 23537 
2542716 25442 
37 2547323 Hylemo 


82 2645662 Hydro 


2748935 27504 


2861171 28626 


10342 
vibrionales; 


34786 
Coriobacteri 


NR_024874.1 


NR_024871.1 


cterium. 
NR_025530.1 


Comamonas. 
NR_025376.1 


riales; Coma 
NR_025114.1 


Xenophilus. 
NR_025080.1 
5 
riales; Coma 
NR_024936.1 
2 
les; Comamon 
NR_024934.1 


Hylemonella. 
NR_024856.1 
g 
nadaceae; Hy’ 
NR_024786.1 


Delftia. 
NR_024782.1 
5 
riales; Coma 
NR_024711.1 


Delftia. 
NR_024702.1 
7 
ales; Comamo 
NR_026506.1 


NR_025840.1 
Rhodoferax. 


NR_029364.1 
11910 


NR_029349.1 
Atopob 


ref 


a 


16S 1037173 1037211 39 76 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
bosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
1331982 1332028 33 78 gi|228721494|ref|NR_027617.1| Thermosipho 
ain BI429 16S ribosomal RNA, partial sequence 1331586 1333097 Thermosipho 
29 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 
1376024 1376062 39 76 gi|228717818|ref|NR_027567.1| Polaromonas 
CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
teobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
1480525 1480563 39 76 gi|219878371|ref|NR_025510.1| Alicycliphilus 
ain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
1 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
1548542 1548580 39 76 gi|219857245|ref|NR_024875.1| Aquabacterium commune 


commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas 

7 Comamonas 

monadaceae; Comamonas. 
Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Hylemonella gracilis 
nella gracilis Bacteria; 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 
Acidovorax. 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 


NR_029145.1 


Geotoga subterranea 


329993 331591 Geotoga subterranea Bacteria; 


232042 Bacteria_16S 441895 441928 33 66 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

232042 Bacteria_16S 451034 451075 33 73 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 
strain Met-12 16S ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

232042 Bacteria_16S 536691 536728 37 73 gi|265678694|ref|NR_028999.1| Caminibacter profundus 


strain CR 16S rib 
E 
232042 Bacteria_ 
strain SL24 16S r 
Ther: 
232042 Bacteria_ 
hydrogeniphilus s 
hydrogeniphilus B 
232042 Bacteria_ 
DSM 9946 16S ribo 
Deinococcus-Thermus; 
232042 Bacteria_ 
strain VPI 0546 1 
Cc 
232042 Bacteria_ 
strain SL25 16S r 


Proteobacteria; 


Thermotogae; 


Actinobacteria; 


Thermotogae; 


Ther: 
232042 Bacteria_ 
australiensis str 
australiensis Bac 
Intrasporangiacea 
232042 Bacteria_ 
aminophilus strai 


osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
16S 614036 614077 33 73 gi 
ibosomal RNA, partial sequence 


acteria; Proteobacteria; Epsilonproteo 
16S 1162601 1162634 32 65 gi 
Deinococci; 


Thermales; Thermaceae; 


n ALA-3 16S ribosomal RNA, partial sequence 


536318 53780 
tiliaceae; 
265678642 
613678 61515 


bacteria; 
228720981 
somal RNA, partial sequence 1162257 1163688 Meiot 
Meiothermus. 


Caminibacter. 
ref |NR_028947.1 
2 Petrotoga ole 


Naut 
ref|NR_027600.1 
hermus silvanus 


2573428 25749 


iliales; Nau 


5 


2 Caminibacter profundus Bacteria; 


Petrotoga olearia 
aria Bacteria; 


motogales; Thermotogaceae; Petrotoga. 
16S 620124 620161 37 73 gi| 265678638 |ref|NR_028943.1| Caminibacter 
train AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 


tiliaceae; Caminibacter. 
Meiothermus silvanus 
DSM 9946 Bacteria; 


16S 1289345 1289378 33 66 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
6S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
16S 1812925 1812966 33 73 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 
ibosomal RNA, partial sequence 1812567 1814048 Petrotoga sibirica Bacteria; 
motogales; Thermotogaceae; Petrotoga. 

16S 2493769 2493802 33 66 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 

ain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

e; Tetrasphaera. 

16S 2573787 2573860 10 82 gi|219857285|ref|NR_024916.1| Desulfovibrio 


7 Desulfovibrio 


aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

232042 Bacteria_16S 3378941 3379014 10 82 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

232042 Bacteria_16S 3469253 3469286 33 66 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
232042 Bacteria_16S 104836 104880 2 46 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
232042 Bacteria_16S 202475 202507 33 65 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

232042 Bacteria_16S 247073 247105 33 65 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 
strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 248217 Thermotoga hypogea Bacteria; 


Thermotogae; 


Firmicutes; 


saeculare strain 


Bacteria; Actinob 
232042 Bacteria_ 
xylanilyticus str 
xylanilyticus Bac 
232042 Bacteria_ 


strain Wt/la 16S 


Ther 
232042 Bacteria_ 
strain JW/AS-Y6 1 
Clost 
232042 Bacteria_ 


motogales; Thermotogaceae; 
16S 257581 257625 2 

6S ribosomal RNA, 
ridia; 


Thermotoga. 
46 gi 
complete sequence 257219 258 


265678890 


ref |NR_029198.1 


73 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
16S 338244 338300 10 66 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
16S 375467 375511 2 46 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 529063 529107 2 46 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 


Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

232042 Bacteria_16S 764751 764795 2 46 gi| 265678536 |ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

232042 Bacteria_16S 827586 827630 2 46 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

232042 Bacteria_16S 829162 829206 2 46 gi|265678493|ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

232042 Bacteria_16S 904932 904976 2 46 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 


siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 


siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 


232042 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; 


ribosomal RNA, 
Clostridia; 
232042 Bacteria_16S 


938999 939043 2 


Clostridiales; 
1164089 1164133 2 


46 


complete sequence 


46 


DSM 20544 16S ribosomal RNA, partial sequence 


Bacteria; 


Thermoanaerobacterales; 
232042 Bacteria_16S 


Firmicutes; 
232042 Bacteria_16S 
brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacteraceae; 


Clostridia; 
1313446 1313490 2 


1371384 1371428 2 


46 


46 


gi 


938639 94015 
Heliobacteriaceae; 


gi 


1163739 11652 
Clostridiales; Veillonellaceae; 


gi 


16S ribosomal RNA, 


Thermo 


gi 


265678419 


228720667 


228718892 


228718145 


HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 


HTCC2155 Bacteria; 
232042 Bacteria_ 
strain KA3 16S ribosomal RNA, partial sequence 


Thermotogae; 


232042 Bacteria_ 


16S 1395480 1395512 33 65 gi 


16S 1505943 1505987 2 46 gi 


228715882 


1395106 13965 
Thermotogales; Thermotogaceae; Marinitoga. 


219846365 


Heliorestis. 


partial sequence 


anaerobacter. 


ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 


ref|NR_027596.1| Mitsuokella multacida 
49 Mitsuokella multacida DSM 20544 

Mitsuokella. 
ref|NR_027577.1 
131309 


Thermoanaerobacter 
4 1314606 


ref|NR_027571.1 


1 


Lentisphaera araneosa 


Lentisphaerae; Lentisphaerales; Lentisphaeraceae; 


ref 


ref 


1371035 13725 
Lentisphaera 


NR_027541.1 


NR_025956.1 


2 Lentisphaera araneosa 


Marinitoga piezophila 
48 Marinitoga piezophila KA3 Bacteria; 


Thermoanerobacter 


brockii subsp. 


lactiethylicus 
Thermoanaerobacteraceae; 


Actinomadura. 


232042 Bacteria_ 


16S 1534701 1534745 2 46 gi 


6S ribosomal RNA, partial sequence 153 


16S 1983380 1983424 2 46 gi 


Strept 


lactiethylicus strain SEBR 5268 16S ribosomal RNA, 

Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
232042 Bacteria_ 
strain JCM 3325 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacteria; 


Thermoanaerobacter. 


219857414 
4373 15358 


219878206 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 


lanuginosus Bacteria; 


Chondromyces. 


232042 Bacteria_ 
apiculatus strain 


Chondromyces. 


232042 Bacteria_ 
sulfidophilum strain BR4 
sulfidophilum Bacteria; 

232042 Bacteria_ 
dechloracetivorans strain SF3 16S ribosomal RNA, partial 
dechloracetivorans Bacteria; 
Desulfovibrionaceae; 
232042 Bacteria_ 


Proteobacteria; 


16S 1984964 1985008 2 46 gi 


16S 2339056 2339100 2 
16S ribosomal RNA, 
Firmicutes; Clostridia; 


2355778 2355825 33 80 


46 gi 


16S gi 


Proteobacteria; 
Desulfovibrio. 
16S 2401245 2401289 2 


46 gi 


Deltaproteobacteria; 


219878205 


Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; 


219857502 


complete sequence 
Clostridiales; 


219857490 


219857459 


kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 


kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; 


232042 Bacteria_ 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
232042 Bacteria_16S 


Nocardiopsis. 


16S 2728699 2728743 2 46 gi 


2785564 2785608 2 46 gi 


219857168 


219857126 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequen 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacilla 


232042 Bacteria_16S 


herbarius strain 
Bacteria; 
Bacteria; 


thiosulfatigenes 
thiosulfatigenes 


232042 Bacteria_16S 


Thermotogae; 
232042 Bacteria_16S 

strain GKNTAUT 16S ribosomal RNA, partial sequen 
Clostridiales; 


2787145 2787189 2 46 gi 


2790137 2790169 33 65 gi 
6S ribosomal RNA, partial sequence 278 
Thermotogales; Thermotogaceae; 
3027377 3027421 2 46 gi 
Bacteria; Firmicutes; 


3110354 3110398 2 


Clostridia; 


46 gi 


CP-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 
232042 Bacteria_16S 
strain DSM 5069 1 


219857125 
27867 


219857123 
9778 27912 


Thermotoga. 


219846905 


219846848 


Firmicutes; 


partial sequence 1505601 1507107 


Clostridia; 


osporang 


Myxoco 


Myxococ 


He 


sequence 
Deltaproteobacteria; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


13 Actinomadura 
ineae; 


1983024 19845 


ccales; Sorangii 


1984609 19861 


cales; Sorangiin 


2338702 23402 
liobacteriaceae; 


2355381 23569 
Desulfovibriona 


86 2788314 Alicyc 
Alicyclobacill 


ce 3027026 30285 
Peptococcaceae; 


NR_025002.1 


NR_025345.1 
5 


NR_025344.1 
4 


NR_025090.1 


1 


NR_025078.1 
I 


NR_025047.1 


2400924 240237 
Actinomycetales; 


Streptos 


NR_024796.1 


2728379 272981 
Alicyclobacill 


NR_024754.1 


ce 2785219 278673 
ceae; 


Alicycloba 
NR_024753.1 


us. 
NR_024751.1 
NR_026497.1 


3 


NR_026440.1 


Thermomon 


Actinomadura vinacea 
vinacea Bacteria; 
osporaceae; 


Chondromyces 


8 Chondromyces 
neae; Polyangiaceae; 


Chondromyces 


2 Chondromyces 
eae; Polyangiaceae; 


Heliobacterium 


4 Heliobacterium 


7 


Heliobacterium. 
Desulfovibrio 
Desulfovibrio 


les; 


6 


Nocardiopsis 


2 Nocardiopsis 
porangineae; 


Alicyclobacillus 
Alicyclobacillus 


us. 


Alicyclobacillus 


5 Alicyclobacillus 
cillus. 


Alicyclobacillus 


lobacillus herbarius 


Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


Desulfonispora 


2 Desulfonispora 


Desulfonispora. 
Sporotomaculum 


hydroxybenzoicum 
hydroxybenzoicum 


strain 
Bacteria; 
232042 Bacteria_16S 
radiophilus strain DSM 2 
radiophilus Bacteria; 
232042 Bacteria_16S 
proteolyticus strain DSM 
proteolyticus Bacteria; 
232042 Bacteria_16S 


Firmicutes; 
3166316 3166360 2 


3169350 3169394 2 


3170866 3170910 2 


Clostridia; 
46 


46 


46 


BT 16S ribosomal RNA, partial s 


Clos 
gi 


0551 16S ribosomal RNA, partial 


Deinococcus-Thermus; Deinococci; 


gi 


20540 16S ribosomal RNA, parti 


Deinococcus-Thermus; Deinococci 


equence 

tridiales; 

219846810 
sequence 


219846808 
al sequenc 
; Deinococ 


gi 


219846807 


Deinococcales; 


3110031 311146 
Peptococcaceae; 
ref|NR_026402.1| Deinococcus 
165996 3167465 Deinococcus 
Deinococcaceae; Deinococcus. 
ref|NR_026400.1| Deinococcus 
e 3169032 3170497 Deinococcus 
cales; Deinococcaceae; Deinococcus. 
ref|NR_026399.1| Deinococcus grandis 


6 Sporotomaculum 
Sporotomaculum. 


Ww 


strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 


Deinococcus-Thermus; 


Deinococci; 


Deinococcales; 


Deinococcaceae; 


D 


einococcus. 


232042 Bacteria_16S 3389547 3389619 2 73 gi|219846652|ref|NR_026244.1| Meiothermus 

chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 

chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

232042 Bacteria_16S 3829522 3829566 2 46 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 

ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

232042 Bacteria_16S 3882700 3882744 2 46 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 

brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


232042 Bacteria_ 


amylolyticus stra 
amylolyticus Bact 


232042 Bacteria_ 
strain Hk501 16S 
Spirochaetes; 
232042 Bacteria_ 


Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; 
232042 Bacteria_ 


strain HT31 16S r 


Spirochaetes; 


Spi 


s 


Spi 


rochaetales; 


Spirochaetaceae; Borrelia 


rales; Thermoanaerobacteraceae; Thermoanaerobacter. 

16S 3904199 3904243 2 46 gi|219846292|ref|NR_025882.1| Paenibacillus 

in NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

16S 3914757 3914793 2 38 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 


rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

16S 3916173 3916209 2 38 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 

pirochaetaceae; Borrelia; Borrelia burgdorferi group. 

16S 3933152 3933188 2 38 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 

ibosomal RNA, partial sequence 3932829 3934196 Borrelia miyamotoi Bacteria; 


232042 Bacteria_16S 4047894 4047938 2 46 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

232042 Bacteria_16S 4061286 4061330 2 46 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
232042 Bacteria_16S 4065923 4065979 10 66 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

234538 Bacteria_16S 1690500 1690604 1 100 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

234538 Bacteria_16S 2444796 2444900 1 100 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

234538 Bacteria_16S 2622401 2622505 1 100 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

234538 Bacteria_16S 3536790 3536894 1 100 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 3611676 3611780 1 100 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

234538 Bacteria_16S 3931055 3931159 1 100 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

234538 Bacteria_16S 610211 610315 1 100 gi| 265678645 |ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

234538 Bacteria_16S 2115548 2115652 1 100 gi|219857658|ref|NR_025247.1| Planococcus maritimus 


strain TF-9 16S r 
Bacil 
234538 Bacteria_16S 
alkanoclasticum s 
alkanoclasticum B 
234538 Bacteria_16S 
stackebrandtii st 
stackebrandtii Ba 
234538 Bacteria_16S 


Firmicutes; 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


234538 Bacteria_16S 
strain H168 16S r 
Clost 
234538 Bacteria_16S 
DSM 6307 16S ribosomal RNA, 
Bacillaceae; 


Firmicutes; 


Bacillales; 


ibosomal RNA, partial sequence 


complete sequence 
Bacillus. 


2114343 21158 


49 Planococcus maritimus Bacteria; 


3544949 3546454 Bacillus cohnii Bacteria; 


lales; Planococcaceae; Planococcus. 

2634567 2634671 1 100 gi|219857236|ref|NR_024864.1| Planomicrobium 
train MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
acteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

4044177 4044281 1 100 gi| 219846191 |ref|NR_025781.1]| Planococcus 
rain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
cteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

102638 102743 1 100 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

323518 323621 1 100 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
ibosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
ridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

3546156 3546258 1 98 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 


Firmicutes; 


234538 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


234538 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


234538 Bacteria_16S 


contaminans strai 
contaminans Bacte 


234538 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


234538 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


234538 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


234538 Bacteria_16S 
16S ribosomal RNA, partial sequence 1945009 19464 


strain LMG 17489 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


234538 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


234538 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


234538 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


234538 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


234538 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


234538 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


234538 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


234538 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


234538 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


234538 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


234538 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


234538 Bacteria_16S 
16S ribosomal RNA, partial sequence 3608971 36104 


strain NCIMB 629 
Firmicutes; Bacil 


234538 Bacteria_16S 


kaustophilus stra 
kaustophilus Bact 


234538 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


234538 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 

2095803 2095907 1 100 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2399075 2399179 1 100 gi 
SW28 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Sporo 
2453969 2454073 1 100 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2697704 2697808 1 100 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2706896 2707000 1 100 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2756211 2756315 1 100 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
3001079 3001183 1 100 gi 


gi 


ne 
sa 


1 
ti 


eq 
ac 


eq 
le 


ne 
er 


lales; Bacillaceae; Geobacillus. 
3156571 3156675 1 100 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
4231118 4231222 1 100 gi 
ubsp. thermosyntrophicum strain TPO 16 


se 
cl 


s 


ptococcaceae; Desulfotomaculum. 
2124651 2124753 1 98 
ribosomal RNA, partial sequence 


gi 


219878125 
2094597 20961 


219857461 


e 23978 
rcina. 


219857417 
sequence 
nomyceta 
219857190 


uence 
eae; 


uence 


e 27549 
ales; 


219846818 


quence 


219857652 
2123444 21249 


laceae; Geobacillus. 

1420324 1420428 1 100 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


234538 Bacteria_16S 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 


1555329 1555433 1 100 gi 


224581445 
1419106 14206 


219857209 


15541 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


Ano 
219857184 


s Family 
219857149 


Th 
219846923 
6S ribosomal RNA, partial sequence 2999867 30013 


ostridia 
219846048 
ribosoma 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; 


54330 54434 1 100 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

511615 511719 1 100 gi|265678711|ref|NR_029016.1| Geobacillus debilis 

osomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
lales; Bacillaceae; Geobacillus. 

526830 526934 1 100 gi|265678701|ref|NR_029006.1| Anoxybacillus 

n R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

958482 958586 1 100 gi|265678406|ref|NR_028708.1| Geobacillus 

s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
1635755 1635859 1 100 gi| 219878453 |ref|NR_025592.1| Planococcus 
n S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 


tes; Bacillales; Planococcaceae; Planococcus. 
1809188 1809292 1 100 gi|219878330|ref|NR_025469.1| Planococcus 
n CMS 260r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
ria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
1946215 1946319 1 100 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025049.1 
69 2399376 Sporos 


Sporosarcina 
arcina aquimarina 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Anoxybacillus 
1 Anoxybacillus 


ref|NR_025005.1 
2452794 245426 
ceae; Thermoflav 
ref |NR_024818.1 
2696496 269800 
xybacillus. 
ref|NR_024812.1 
2705678 270719 
XII. Incertae S 
ref|NR_024777.1 
90 2756495 Therma 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Thermanaeromonas 
naeromonas toyohensis 
ermoanaerobacteraceae; Thermanaeromonas. 
ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
NR_025638.1| Desulfotomaculum 
A, partial sequence 4229850 4231400 
Firmicutes; Clostridia; 


ref|NR_026410.1 
155325 315690 


Peptococcac 


w 


les; 
ref 
1 RN 


ref|NR_025241.1| Bacillus aquimaris 
50 Bacillus aquimaris Bacteria; 


lales; Bacillaceae; Bacillus. 
2870116 2870218 1 98 gi|219856878|ref|NR_024697.1| Bacillus 

s strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 

s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
2452483 2452548 38 100 gi|219857418|ref|NR_025006.1| Seinonella 

in KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 

eria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 
3610194 3610298 1 100 gi|219846499|ref|NR_026091.1| Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


lales; Planococcaceae; Planococcus. 
220403 220507 1 100 gi|265678916|ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
840673 840777 1 100 gi|265678486|ref|NR_028789.1| Geobacillus uzenensis 
somal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 


ref|NR_027227.1| Bacillus infernus 
13 Bacillus infernus Bacteria; 
ref |NR_024837.1| Anoxybacillus 


24 1555535 Anoxybacillus ayderensis 


234538 Bacteria_16S 
kestanbolensis st 
kestanbolensis Ba 
234538 Bacteria_16S 
strain 3S-1 16S r 
Bacil 
234538 Bacteria_16S 


Firmicutes; 


strain DSM 12654 
Firmicutes; Bacil 


234538 Bacteria_16S 
strain SK-1 16S r 


Firmicutes; Bacil 


234538 Bacteria_16S 
subterraneus stra 
Firmicu 
234538 Bacteria_16S 
koleovorans strai 
Firmicu 
234538 Bacteria_16S 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 28845 
Clostridia; 
234538 Bacteria_16S 

flavithermus strain DSM 2641 16S ribosomal RNA, partial 
flavithermus Bacteria; 
234538 Bacteria_16S 

strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 35433 


Bacteria; 


Bacteria; 


Firmicutes; 


Firmicutes; Bacil 


234538 Bacteria_16S 


thermocisternum s 
thermocisternum B 


234538 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain NAFO0O1 16S 
Firmicutes; Bacil 


234538 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


234538 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


234538 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


234538 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


234538 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


234538 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


234538 Bacteria_16S 


decolorationis st 
decolorationis Ba 


234538 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


1562746 1562850 1 100 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1871663 1871767 1 100 gi 
ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
1912529 1912633 1 100 gi 
lales; Planococcaceae; Ureibacillus. 

2267356 2267460 1 100 gi 
ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
2312810 2312914 1 100 gi 
in 34 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Geobacil 
2789561 2789665 1 100 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2884255 2884359 1 100 gi 


ne 


ni 


Thermoa 
gi 


Thermoanaerobacterales; 
2999507 2999611 1 100 
s 
Firmicutes; Bacillales; Bacillac 
3543044 3543148 1 100 gi 


lales; Bacillaceae; Bacillus. 
3765237 37653411 100 gi 
train ST90 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3994317 39944211 100 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4197841 41979451 100 

osomal RNA, partial sequence 


ri 


gi 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1081683 1081785 1 98 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1661635 16617371 98 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1974857 1974959 1 98 gi 
ibosomal RNA, partial sequence 


gi 


s 
cc 


219846143 
ue 
ac 

219878287 
1870444 18719 


219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


219857555 
2266147 22676 


219857521 
lus. 
219857124 
ce 


219856869 


na 
219846924 


ea 
219846548 


219846388 
se 


219846229 
3993148 39945 


219846077 
4196627 41980 


lales; Bacillaceae; Anoxybacillus. 

4212873 4212977 1 100 gi| 219846067 |ref|NR_025657.1 
bosomal RNA, complete sequence 4211641 42131 
lales; Bacillaceae; Geobacillus. 

424109 424211 1 98 gi| 265678772 |ref|NR_029077.1 


422881 42442 


265678322 
1080469 10819 


219878434 


219878212 
1973642 19751 


ref |NR_025733.1 

1561538 156291 
xybacillus. 
ref |NR_025426.1 


nce 


eae; Ano 


ref |NR_025394.1 
21 Ureibacillus 


ref |NR_025143.1 


ref|NR_025109.1 
e 80 2313074 Geobac 


s 


23115 


ref|NR_024752.1 
65 2789727 Paenib 


ref 


27883 
bacillus 
NR_024688.1 
erobacteraceae; Thermace 
ref|NR_026516.1 

2998293 299981 
bacillus. 
ref |NR_026140.1 


equence 
e; Anoxy 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025819.1 


quence 
diales; 


ref|NR_025667.1 
08 Anoxybacillus 


ref|NR_028624.1 


ref|NR_025573.1 
1660434 166191 
aenisporosarcin 
ref|NR_025351.1 


equence 


aceae; P 


ridiales; Clostridiaceae; Caloramator. 
532886 532990 1 100 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1702931 1703035 1 100 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1801428 1801532 1 100 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1802994 1803098 1 100 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 


nc 
11 


e 
ni 
ia 
ac 


lales; Planococcaceae; Marinibacillus. 

2126207 2126309 1 98 gi|219857651|ref|NR_025240.1 
ribosomal RNA, partial sequence 2125001 21265 
lales; Bacillaceae; Bacillus. 

2515785 2515886 1 98 gi|219857367|ref|NR_024955.1 
somal RNA, partial sequence 2514611 2516064 Caloramator coolhaasi 


265678697 


531745 53318 


219878406 


219878335 


219878334 


ref|NR_029002.1 


ref|NR_025545.1 


e 1701702 1703230 Haloba 
us. 
ref|NR_025474.1 

1800219 1801737 Paenib 
bacillus. 
ref|NR_025473.1 
ce 1801788 180329 


illus. 


1 sequen 
eae; Bac 


a. 


Anoxybacillus 
3 Anoxybacillus 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Ureibacillus terrenus 


terrenus Bacteria; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Paenibacillus 
acillus koleovorans 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Anoxybacillus 
6 Anoxybacillus 


Bacillus clausii 


42 Bacillus clausii Bacteria; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Sporosarcina 
6 Paenisporosarcina 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Halobacillus 
cillus karajensis 


Paenibacillus 
acillus stellifer 


Bacillus 
0 Bacillus 


1824530 1824634 1 100 gi 
16S ribosomal RNA, complete sequence 
tes; Bacillales; Bacillaceae; Halobacill 


219878320 


ref|NR_025459.1 
1823301 1824836 Haloba 
us. 


Halobacillus trueperi 
cillus trueperi 


234538 Bacteria_16S 


halotolerans strain NN 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacteria; Firmicutes; 
234538 Bacteria_16S 
strain IFO15566 1 


2628551 2628655 1 


Bacillales; 
2873275 2873379 1 


100 gi 


100 gi 


Gracilibac 


219857246 


illus. 
219856876 


6S ribosomal RNA, partial sequence 2872057 28735 


26273 


ref |NR_024876.1 
22 2628862 Graci 


ref |NR_024695.1 


1 


Gracilibacillus 
ibacillus halotolerans 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 3028238 3028342 1 100 gi| 219846905 |ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 

234538 Bacteria_16S 4041187 4041291 1 100 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 4042645 4042749 1 100 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 4133365 4133469 1 100 gi|219846125|ref|NR_025715.1]| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

234538 Bacteria_16S 142281 142364 1 80 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

234538 Bacteria_16S 1405235 1405318 1 80 gi|219857153|ref|NR_024781.1| Haliangium tepidum 


strain SMP-10 16S 
Proteobacteria; 
234538 Bacteria_16S 


xylanilyticus strain XE 16S ribosomal RNA, 
xylanilyticus Bacteria; 


234538 Bacteria_16S 


strain Dfrl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
234538 Bacteria_16S 
1139 16S ribosoma 
Bacillales; Bacil 
234538 Bacteria_16S 
strain LMG 21880 
Firmicutes; Bacil 


234538 Bacteria_16S 1685999 1686053 48 100 gi|219878418|ref|NR_025557.1 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 16861 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 1891719 1891821 1 98 gi|219878270|ref|NR_025409.1 
strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 18919 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 1893240 1893342 1 98 gi| 219878269 |ref|NR_025408.1 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 189204 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 2048398 2048503 1 100 gi|219878160|ref|NR_025299.1 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 2431107 2431161 47 100 gi|219857437|ref|NR_025025.1 


1 RNA, 
laceae; 


lales; 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nann 


2071364 2071466 1 


Firmicutes; 
3632702 3632785 1 


1087757 1087859 1 
complete sequence 
Bacillus. 
1631091 1631193 1 


Bacillaceae; 


Bacillales; 


Deltaproteobacteria; Desulfuromonadales; 


1404010 14055 


17 Haliangium tepidum Bacteria; 


ocystineae; Haliangiaceae; Haliangium. 

100 gi|219878143|ref|NR_025282.1| Thermobacillus 

complete sequence 2070125 2071678 Thermobacillus 
Paenibacillaceae; Thermobacillus. 
80 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
3631486 3632960 Geobacter bremensis Bacteria; 
Geobacteraceae; Geobacter. 

98 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 

1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 

98 gi|219878456|ref|NR_025595.1| Bacillus gelatini 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 


cinnamivorans Bacteria; 


234538 Bacteria_16S 
strain AM31D 16S 

Firmicutes; Bacil 
234538 Bacteria_16S 
pseudalcaliphilus 
pseudalcaliphilus 
234538 Bacteria_16S 
campisalis strain 
Bacteria; Firmicutes; 
234538 Bacteria_16S 


lales; 


Bacteria; 


Firmicutes; 
2726474 2726576 1 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
3535223 3535325 1 


Firmicutes; 
4131793 4131895 1 


Bacillales; 
4222102 42222041 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 
234538 Bacteria_16S 
strain KCTC 3666 
Firmicutes; Bacil 
234538 Bacteria_16S 
strain SL-4 16S r 
Firmicutes; Bacil 
234538 Bacteria_16S 


laceae; 


Anaerobacillus. 
2450939 2450996 45 


101072 101176 1 


ibosomal RNA, complete sequence 
lales; 


Bacillaceae; 
393321 393385 39 


Clostridia; 


Planococcaceae; 


98 gi 


98 gi 


98 gi 


Halobacillus. 


98 gi|219846060|ref|NR_025650.1 
4220889 4222400 Bacillus macyae Bacte 
100 gi|219857419|ref|NR_025007.1 
Ley 
100 gi| 265678996 |ref|NR_029304.1 
99832 10139 
100 gi|265678793|ref|NR_029098.1 


Clostridiales; 


Bac 


219857170 


2725265 27267 


219846553 


DSM 8725 16S ribosomal RNA, partial sequence 
Bacillales; 


illaceae; 
219846126 


SF-57 16S ribosomal RNA, partial sequence 41305 
Marinibacillus. 


16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyel 


massiliensis strain 2301065 16S ribosomal RNA, partial sequence 


massiliensis Bacteria; 


Firmicutes; 


Bacillales; 


Paenibacillaceae; 


Ruminococcaceae; 


2429869 243135 
Pp 


ref |NR_024798.1 


ref|NR_026145.1 

3534017 353553 
Bacillus. 
ref|NR_025716.1 
88 4132093 Marini 


69 Bacillus gelatini Bacteria; 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Paenibacillus borealis 
borealis Bacteria; 


Papillibacter 

9 Papillibacter 
apillibacter. 
Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Bacillus 
4 Bacillus 


Marinibacillus 
bacillus campisalis 


Bacillus macyae strain 
ria; Firmicutes; 


Laceyella putida 


92 Laceyella putida Bacteria; 


Halobacillus litoralis 


0 Halobacillus litoralis Bacteria; 


392074 393575 
Paenibacillus. 


Paenibacillus 
Paenibacillus 


234538 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


234538 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


234538 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


234538 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


234538 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


234538 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


234538 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


234538 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


234538 Bacteria_16S 


campinasensis str 
campinasensis Bac 


234538 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


234538 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


234538 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


234538 Bacteria_16S 


halophilus strain 
halophilus Bacter 


234538 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


234538 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


234538 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


234538 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


413354 413458 1 
Kx156A7 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; 
502523 502627 1 100 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
583082 583186 1 100 
ibosomal RNA, partial sequence 


100 gi 
complete se 
Lactob 


gi 


gi 


802520 802624 1 
in C21 16S ribosomal RNA, 
eria; Firmicutes; Clostridia; 


100 gi 
complete seq 
Clostrid 


1361686 1361742 45 100 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

1586937 1587041 1 
osomal RNA, partial sequence 
laceae; Bacillus. 

1637217 16373211 

omal RNA, partial sequence 
laceae; Bacillus. 

1941506 1941610 1 


v 


100 gi 


100 gi 


100 gi 
lales; Bacillaceae; Bacillus. 
2120154 2120258 1 100 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2466013 2466117 1 100 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2566974 2567078 1 100 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2643873 2643937 39 100 gi 
ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 
2757779 2757883 1 100 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


gi 


2874863 2874967 1 100 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2984308 2984412 1 100 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3049647 3049751 1 100 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; E 
3361597 33617011 100 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3960499 3960603 1 100 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 


234538 Bacteria_16S 


quence 


501307 50281 


581868 58337 


1585730 15872 


1636012 1637452 Bacil 


16S ribosomal RNA, partial sequence 1940300 19418 


2118933 21204 


2983106 29845 


3959295 39607 


265678779 


acillaceae 
265678717 


265678664 


265678511 
uence 
iales; Clo 
228719712 
ence 13604 
idimicrobi 


219878487 
219878452 
219878234 
219857655 


219857406 
24647 
; Lactobac 
219857290 
al sequenc 
idiales; V 
219857229 
uence 
cillaceae; 
219857148 
al sequenc 
diales; Cl 


219856875 
sequence 

bacillus. 

219846934 


219846889 
30484 
re 
219846676 
sequence 

e; Marinoc 
219846252 


4106032 4106096 39 100 gi|219846149 
S ribosomal RNA, partial sequence 4104804 41063 
lales; Paenibacillaceae; Paenibacillus. 

94894 94921 1 28 gi| 265679000 
bosomal RNA, complete sequence 93645 95214 
bacillales; Lactobacillaceae; Lactobacillus. 

166682 166785 1 100 gi| 265678952 
6S ribosomal RNA, partial sequence 165488 16699 
ridia; Clostridiales; Clostridiaceae; Clostridiu 

340658 340685 1 28 gi| 265678831 
ribosomal RNA, partial sequence 339450 34088 
bacillales; Lactobacillaceae; Pediococcus. 

476347 476374 1 28 gi| 265678734 


mMOcOccus. 


ref |NR_029084.1 

412124 413673 
; Lactobacillus 
ref |NR_029022.1 


ref|NR_028969.1 


ref|NR_028814.1 
801287 802838 
stridiales Famil 


ref|NR_027584.1 
61 1361925 Acidim 
ales; Acidimicro 


v 


ref |NR_025626.1 
33 Bacillus humi 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref |NR_025373.1 


ref|NR_025244.1 
54 Halobacillus 


ref |NR_024994.1 
63 2466330 Lactob 
illus. 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024857.1 

2642624 264413 
Paenibacillus. 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_024694.1 
2873633 287517 


ref |NR_026526.1 


ref |NR_026481.1 
54 3049838 Eremoc 


ref |NR_026268.1 

3360383 336190 
occus. 
ref |NR_025842.1 


ref|NR_025739.1 
11 Paenibacillus 


ref|NR_029308.1 
Lactobacillus 
ref |NR_029260.1 


mM. 


ref|NR_029136.1 


77 Bacillus firmus Bacteria; 


Lactobacillus 
Lactobacillus 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Acidimicrobium 
icrobium ferrooxidans 
bineae; 


humi strain 
Firmicutes; 


Bacillus 
Bacteria; 


Bacillus soli strain 
a; Firmicutes; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Lactobacillus mucosae 
acillus mucosae 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Paenibacillus 
1 Paenibacillus 


Thermaerobacter 
6 Thermaerobacter 


ly XVII. Incertae Sedis; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Eremococcus coleocola 
occus coleocola 


Marinococcus 
2 Marinococcus 


Bacillus firmus strain 
Firmicutes; 


Paenibacillus lactis 
lactis Bacteria; 


Lactobacillus lindneri 
lindneri Bacteria; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


ref |NR_029039.1 
475117 476512 


Lactobacillus 
Lactobacillus 


234538 Bacteria_16S 
HR3-23 16S ribosomal RNA, partial seq 
Planococca 


silvestris strain 
silvestris Bacter 


234538 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


234538 Bacteria_16S 


strain ASpGl 16S 
Spirochaetes; Spi 


234538 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


234538 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


234538 Bacteria_16S 


salivarius strain 
salivarius Bacter 


234538 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


234538 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


234538 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


234538 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
234538 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


234538 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


234538 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


234538 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


234538 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


234538 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


234538 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


234538 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


234538 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


234538 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


234538 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


234538 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


731517 731544 1 28 gi 
Firmicutes; Bacillales; 

773259 773286 1 28 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
793289 793372 1 80 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
808651 808678 1 28 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; 
884391 884474 1 80 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


ia; 


933673 933700 1 

HO 66 16S ribosomal RNA, 
ia; Firmicutes; Lactobacillales; Lacto 
1033402 1033429 1 28 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1083210 1083237 1 28 gi 


28 gi 


Lactobac 
gi 


bacillales; Lactobacillaceae; 

1092405 1092432 1 28 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1195275 1195330 47 100 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


1269189 1269272 1 80 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 
1478207 1478234 1 


28 gi 


bacillales; Lactobacillaceae; Lactobac 
1505385 1505488 1 100 gi 
164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1514356 1514383 1 28 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1918727 1918754 1 28 gi 
bacillales; Lactobacillaceae; Pediococ 
1944646 1944673 1 28 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2083693 2083720 1 28 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2370296 2370323 1 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2388550 2388605 47 100 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2817999 2818102 1 100 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


3038949 3038976 1 28 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
3052626 3052709 1 

S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
3317299 3317382 1 80 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 


gi 


Vagococcu 
80 gi 


Spirocha 


Lactobacillaceae; 


complete seq 


265678561 
uence 
ceae; Soli 
265678531 
quence 


265678517 


792094 79356 
Spirocha 


eta. 
265678507 
e 80741 
; Lactobac 
265678455 
equence 
eria; Synt 


265678423 
uence 


265678356 
sequence 

obacillace 

265678321 


6S ribosomal RNA, partial sequence 1082049 10834 


illus. 
265678315 


1091188 10926 


illus. 
228715634 
11940 
obacterale 


219846421 
equence 
teria; Des 


219878440 


6S ribosomal RNA, partial sequence 1476987 14785 


illus. 
219846440 
uence 
les; Eubac 
219878119 


1513128 15146 


219878249 


16S ribosomal RNA, partial sequence 1917484 19190 


cus. 
219878232 
19433 
; Lactobac 
219878134 
sequence 
acillaceae 
219857480 


2369126 23705 


219857468 
nce 23873 
s; Thermoa 
219856912 
1 sequence 
sipelotric 


219846897 


3037737 30392 


s. 
219846887 


complete sequence 3051418 30529 


; Pelobact 
219846709 


eta. 


nobacteria 


bacillacea 


ref|NR_028865.1 

730321 731827 
bacillus. 
ref|NR_028835.1 

772034 773579 
ceae; Atopostipe 
ref |NR_028820.1 


ref |NR_028810.1 
2 808917 Lactob 
illus. 
ref|NR_028757.1 

883190 884650 
rophobacterales; 
ref|NR_028725.1 

932436 934005 
e; Lactobacillu 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028623.1 
61 Lactobacillus 


ref |NR_028617.1 
88 Lactobacillus 


ref |NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 
ref|NR_025579.1 
22 Lactobacillus 


ref|NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref|NR_025258.1 


ref|NR_025388.1 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025068.1 


ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


ref|NR_026489.1 


ref |NR_026479.1 


eraceae; Malonom 


Solibacillus 
Solibacillus 


Atopostipes 
Atopostipes 
s. 
Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Lactobacillus 
acillus ingluviei 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Lactobacillus 
Lactobacillus 


n 


Lactobacillus 
0 Lactobacillus 
Ss. 

Lactobacillus 
equi Bacteria; 


equi 


Lactobacillus algidus 
algidus Bacteria; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Lactobacillus spicheri 
spicheri Bacteria; 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Lactobacillus 
3 Lactobacillus 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Coprobacillus 
3 Coprobacillus 
trichaceae; 


’ 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


ionas. 


ref|NR_026301.1 


Spirochaeta alkalica 


3316113 3317587 Spirochaeta alkalica Bacteria; 


234538 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain DSM 7345 1 


3363164 3363267 1 100 gi 
Salimicrobium. 
80 


lales; Bacillaceae; 


3489859 3489942 1 gi 


219846675 


16S ribosomal RNA, partial sequence 3361953 33634 


219846583 


6S ribosomal RNA, partial sequence 3488653 34901 


ref |NR_026267.1 
41 Salimicrobium 


Salimicrobium album 
album Bacteria; 


Desulfuromusa bakii 
bakii Bacteria; 


ref|NR_026175.1 
25 Desulfuromusa 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

234538 Bacteria_16S 3521595 3521678 1 80 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

234538 Bacteria_16S 3861995 3862022 1 28 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

234538 Bacteria_16S 4004795 4004898 1 99 gi|219846222|ref|NR_025812.1]| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

234538 Bacteria_16S 4171928 4171955 1 28 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

234538 Bacteria_16S 81213 81315 1 98 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

234538 Bacteria_16S 258507 258541 67 100 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
234538 Bacteria_16S 332949 332983 67 100 gi|265678839|ref|NR_029144.1]| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

234538 Bacteria_16S 376399 376433 67 100 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 433495 433529 67 100 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 701286 701320 67 100 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 702773 702807 67 100 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 762556 762590 67 100 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 797906 797940 67 100 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 899733 899767 67 100 gi| 265678445 |ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 1007631 1007665 67 100 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 1009093 1009127 67 100 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 
strain T7 16S ribosomal RNA, partial sequence 1007814 1009265 Bacillus edaphicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 1056266 1056368 1 98 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

234538 Bacteria_16S 1693683 1693717 67 100 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
234538 Bacteria_16S 1778833 1778867 67 100 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 1780383 1780417 67 100 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 1915647 1915681 67 100 gi|219878252|ref|NR_025391.1| Paenibacillus 


azoreducens strain CM1l 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


tes; Bacillales; Paenibacillaceae; 


19143 


61 1915860 Paenibacillus azoreducens 


Paenibacillus. 


234538 Bacteria_16S 


strain Z-7792 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


234538 Bacteria_16S 


2192811 2192913 1 


2204875 2204901 2 


98 


28 


strain 486 16S ribosomal RNA, partial sequence 


234538 Bacteria_16S 


gallopavonis strain WR1 16S ribosomal RNA, partial sequence 22052 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Bacteria; 
234538 Bacteria_16S 


2206374 2206400 2 


2209401 2209427 2 


28 


28 


strain H831 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
234538 Bacteria_16S 
strain MMP-4 16S 
Tenericutes; Moll 
234538 Bacteria_16S 
strain BbT2g 16S 
Tenericutes; Moll 
234538 Bacteria_16S 


2212429 2212455 2 


2215427 2215453 2 


2216927 2216953 2 


28 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


28 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


28 


strain 1340 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
234538 Bacteria_16S 


2226047 2226081 67 


icutes; Mycoplasmataceae; Mycoplasma. 


100 


gi|219857604 


gi|219857596 


2203720 22051 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi|219857595 


gi| 219857593 


2208244 22096 
icutes; Mycoplasmataceae; Mycoplasma. 


gi|219857591 


2211275 22127 


gi|219857589 
2214274 22157 


gi|219857588 
2215772 22172 


gi|219857582 


daejeonensis strain AM141 16S ribosomal RNA, partial sequence 


daejeonensis Bacteria; 
234538 Bacteria_16S 


Firmicutes; 
2317426 2317460 67 


Bacillales; 


100 


Paenibac 


illaceae; 


gi|219857518 


brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 


brasilensis Bacteria; 
234538 Bacteria_16S 


granivorans strain A30 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
234538 Bacteria_16S 


spermatophilum strain AH159 16S ribosomal RNA, partial 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycop 


234538 Bacteria_16S 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 
Bacillales; 


Bacteria; Firmicutes; 
234538 Bacteria_16S 


frigidarium strain A2i 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Bacteria; 
234538 Bacteria_16S 
meridiei strain S 
Bacteria; Firmicutes; 
234538 Bacteria_16S 


glycanilyticus strain DS-1 16S ribosomal RNA, partial s 
glycanilyticus Bacteria; 


234538 Bacteria_16S 
IFO15715 16S ribo 
Bacillales; Bacil 
234538 Bacteria_16S 


thermoruber strain BT2 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
234538 Bacteria_16S 


Firmicutes; 


Bacillales; 


Bacillales; 


2346077 2346111 67 


2368815 2368841 2 


2432668 2432702 67 


2434146 2434172 1 
Flavobacteria; 
2548670 2548704 67 
2779016 2779050 67 


Firmicutes; 
2879586 2879688 1 


Bacillus. 
3002714 3002748 67 


3155048 3155082 67 


Bacillales; 


100 


28 


100 


10 16S ribosomal RNA, partial sequence 
Clostridia; 


98 


100 


100 


Paenibaci 


llaceae; 
219857497 
23447 


gi 


219857481 
sequence 

la 
219857436 


gi 


gi 


gi| 219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 
laceae; 


219846922 
30014 


gi 


gi|219846819 


orientis strain DSM 765 16S ribosomal RNA, partial sequence 31537 


Bacteria; Firmicutes; 
234538 Bacteria_16S 

strain DSM 8720 1 
Firmicutes; Bacil 
234538 Bacteria_16S 
restrictus strain 
restrictus Bacteria; 
234538 Bacteria_16S 


Clostridia; 


6S ribosomal RNA, 
lales; 


3541491 3541593 3 


Bacillaceae; 
3666362 3666388 1 


3784780 3784806 2 


Clostridia; 


Clostridiales; 


100 


Peptococcaceae; 
gi|219846549 


complete sequence 3540266 35417 
Bacillus. 


PER-K23 16S ribosomal RNA, partial sequence 
Firmicutes; 


27 gi|219846461 
Clostridiales; Pepto 
28 gi| 219846374 


leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 37836 


Bacteria; 
234538 Bacteria_16S 


3863620 3863654 67 


100 


strain Q-1 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
234538 Bacteria_16S 


Bacteroidia; 


3885091 3885117 2 


Bacteroidales; 


28 


strain BVl 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
234538 Bacteria_16S 


amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 


3905132 3905166 67 


icutes; Mycoplasmataceae; Mycoplasma. 


100 


Rikenellaceae; 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi|219846320 
3862330 38638 
Rikenel 
gi| 219846306 
3883911 38853 


gi| 219846292 


2191612 21930 


Paenibacillus. 


Paenibacillus. 


smataceae; 


Brevibacillus. 


Amphibacillus tropicus 
tropicus Bacteria; 


ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025179.1] Mycoplasma columborale 
23 Mycoplasma columborale Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


Paenibacillus 
8 Paenibacillus 


ref|NR_025170.1 
2224766 222627 
Paenibacillus. 
ref|NR_025106.1 
2316148 231753 


Paenibacillus 
1 Paenibacillus 


ref|NR_025085.1| Paenibacillus 
86 2346268 Paenibacillus granivorans 


Mycoplasma 
5 Mycoplasma 


ref|NR_025069.1 
2367647 236907 
Mycoplasma. 


ref|NR_025024.1| Paenibacillus 


2431410 2432897 Paenibacillus chinjuensis 
Paenibacillaceae; Paenibacillus. 
27 gi|219857432|ref|NR_025020.1| Flavobacterium 
2432948 2434422 Flavobacterium frigidarium 
Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
100 gi|219857345|ref|NR_024933.1| Desulfosporosinus 
2547374 2548878 Desulfosporosinus meridiei 
Clostridiales; Peptococcaceae; Desulfosporosinus. 
100 gi|219857131|ref|NR_024759.1| Paenibacillus 
equence 2777747 2779208 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 


ref 
lus 


NR_024691.1] Bacillus flexus strain 
flexus Bacteria; Firmicutes; 


ref|NR_026514.1| Brevibacillus 
33 3002946 Brevibacillus thermoruber 


ref|NR_026411.1| Desulfosporosinus 
64 3155274 Desulfosporosinus orientis 
Desulfosporosinus. 

ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


NR_026053.1| Dehalobacter 
3665143 3666628 Dehalobacter 
coccaceae; Dehalobacter. 
ref|NR_025965.1| Mycoplasma 

21 3785045 Mycoplasma leonicaptivi 


ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 
la. 
ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref|NR_025882.1| Paenibacillus 


3903834 3905341 Paenibacillus 


amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


234538 Bacteria_16S 4083626 4083660 67 100 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 4184232 4184266 67 100 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
234538 Bacteria_16S 4199325 4199359 67 100 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

234538 Bacteria_16S 22397 22430 68 100 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

234538 Bacteria_16S 52791 52824 68 100 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

234538 Bacteria_16S 91799 91832 68 100 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

234538 Bacteria_16S 94965 94998 68 100 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

234538 Bacteria_16S 201850 201883 68 100 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

234538 Bacteria_16S 321988 322021 68 100 gi| 265678846 |ref|NR_029151.1| Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 340729 340762 68 100 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

234538 Bacteria_16S 381026 381059 68 100 gi|265678801|ref|NR_029106.1| Lactobacillus 
delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


234538 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


234538 Bacteria_16S 
picturae strain R 


Bacteria; Firmicu 


234538 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


234538 Bacteria_16S 


montpellierensis 
montpellierensis 


234538 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


234538 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


234538 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


234538 Bacteria_16S 


stercorihominis D 
stercorihominis D 


234538 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


234538 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


234538 Bacteria_16S 


strain 6AG 16S ri 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 1713490 1713515 2 27 gi| 219878399 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 
234538 Bacteria_16S 1842907 1842940 68 100 gi| 219878307 


strain DSM 497 16 
Firmicutes; Bacil 


535979 536004 2 27 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
607210 607243 68 100 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
719332 719365 68 100 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
767224 767257 68 100 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
830097 830130 68 100 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
892029 892062 68 100 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
1035033 1035066 68 100 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1183209 1183242 68 100 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1638779 1638812 68 100 gi 
omal RNA, partial sequence 
laceae; Bacillus. 

1652464 1652497 68 100 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1688999 1689032 68 100 gi 
bosomal RNA, partial sequence 


gi 


indicus Bacteria; 


534808 53626 


890778 89219 


1637503 1638932 Bacil 


1687712 16892 


265678695 


xibacterac 
265678647 
nce 60592 
cillus. 
265678569 
ence 71801 
illus. 
265678535 
artial seq 
tridiales; 
265678493 
82878 
Selenomon 
265678450 


ceae; Oren 
265678355 
10337 
urinibacil 
228717350 
quence 
dia; Clost 
219878451 


219878441 
partial se 
cillaceae; 
219878415 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


Firmicutes; 


ref|NR_029000.1 
eae; Arcicella. 
ref |NR_028952.1 
0 607435 Oceano 


ref |NR_028873.1 
9 719581 Virgib 


ref 
uenc 


NR_028839.1 
e 765978 
Veillonellaceae 
ref |NR_028796.1 
3 830273 Seleno 
as. 
ref |NR_028752.1 
ia. 
ref |NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref|NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_025590.1 
lus vireti Bacte 


R 


ref 

quen 
Bac 

ref 


NR_025580.1 
ce 165119 
illus. 
NR_025554.1 


ref |NR_025538.1 
1712309 171377 
les; Flavobacter 


Lactobacillales; 


Lactobacillaceae; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Oceanobacillus 
bacillus picturae 


Virgibacillus 
acillus marismortui 


Veillonella 

767386 Veillonella 
Veillonella. 
Selenomonas noxia 
monas noxia Bacteria; 


v 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Anaerofustis 

4 Anaerofustis 

eriaceae; Anaerofustis. 
Bacillus vireti strain 
ria; Firmicutes; 


Bacillus 
2 1652677 Bacillus 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 


ref|NR_025446.1 


Bacillus halodurans 


1841624 1843132 Bacillus halodurans Bacteria; 


234538 Bacteria_16S 
vibrioides strain FKBS1 16S ribosomal RNA, 
vibrioides Bacteria; 
234538 Bacteria_16S 


Firmicutes; 


1880901 1880934 68 100 


Lactobacillales; Aer 
1918798 1918831 68 100 


gi| 219878279 


complete sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 
1909585 1909618 68 100 
sanguinicola strain CCUG 43001 16S ribosomal RNA, parti 
sanguinicola Bacteria; 
234538 Bacteria_16S 


gi| 219878257 


gi|219878249 


ref |NR_025418.1| Propionispora 
1879598 1881131 Propionispora 


ref |NR_025396.1] Aerococcus 


al sequence 1908318 1909816 Aerococcus 
ococcaceae; Aerococcus. 


ref|NR_025388.1| Pediococcus inopinatus 


strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
Lactobacillaceae; Pediococcus. 


Firmicutes; Lactobacillales; 
234538 Bacteria_16S 


2039082 2039115 68 100 


gi|219878169 


ref |NR_025308.1| Virgibacillus proomii 


strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


234538 Bacteria_16S 2191384 2191417 68 100 


gi| 219857605 


ref|NR_025193.1| Amphibacillus 


fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


234538 Bacteria_16S 


2382473 2382506 68 100 
strain YKJ-10 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; 
234538 Bacteria_16S 


Bacillaceae; Bacillus. 
2449450 2449483 68 100 


gi| 219857472 


ref|NR_025060.1| Bacillus jeotgali 


2381197 2382701 Bacillus jeotgali Bacteria; 


gi|219857420 


ref|NR_025008.1| Alkalibacterium 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 


olivapovliticus Bacteria; 
234538 Bacteria_16S 


Firmicutes; 
2617918 2617951 68 100 


gi| 219857254 


Lactobacillales; Carnobacteriaceae; Alkalibacterium. 


ref|NR_024885.1| Paralactobacillus 


selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
Lactobacillaceae; Paralactobacillus. 


selangorensis Bacteria; 
234538 Bacteria_16S 


Firmicutes; 


Firmicutes; 
2712798 2712900 1 98 


strain 15-1 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 
234538 Bacteria_16S 


Bacillaceae; Bacillus. 
2732665 2732698 68 100 


Lactobacillales; 
2681530 2681563 68 100 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 
psychrotolerans Bacteria; 
234538 Bacteria_16S 


gi| 219857202 


gi|219857180 


ref|NR_024830.1| Alkalibacterium 
2680270 2681761 Alkalibacterium 


Lactobacillales; Carnobacteriaceae; Alkalibacterium. 


ref|NR_024808.1| Bacillus vietnamensis 


2711598 2712985 Bacillus vietnamensis Bacteria; 


gi|219857166 


psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 


psychrotolerans Bacteria; 
234538 Bacteria_16S 


Firmicutes; 
2769797 2769830 68 100 
strain GTC 854 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; 
234538 Bacteria_16S 


Bacillaceae; Bacillus. 
2878091 2878124 68 100 


gi|219857138 
2768556 27700 


gi| 219856873 


halophilum strain DSM4771 16S ribosomal RNA, partial sequence 


halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 


234538 Bacteria_16S 2905348 2905453 1 100 


gi| 219856853 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacteria; 


Thermaerobacter. 


234538 Bacteria_16S 


Halanaerobiales; 
3070788 3070821 68 100 


3017845 3017878 68 100 
strain SG3902 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; 
234538 Bacteria_16S 


gi|219846912 
3016582 30179 


Halobacteroidaceae; Orenia. 


gi|219846875 


strain m1134/97/1 16S ribosomal RNA, partial sequence 30695 


Firmicutes; Lactobacillales; 
234538 Bacteria_16S 


Enterococcaceae; Vagococcus. 
3165728 3165761 68 100 


strain YH-15 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; 
234538 Bacteria_16S 


gi| 219846812 
3164429 31659 


Lactobacillaceae; Lactobacillus. 


3212784 3212817 68 100 


gi|219846780 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequenc 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 


234538 Bacteria_16S 


3241537 3241638 1 98 


strain NZ35 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
234538 Bacteria_16S 


Clostridiales; 
3280826 3280859 68 100 


gi|219846760 
3240430 32418 


Clostridiaceae; Thermobrac 


gi|219846734 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 32810 


Firmicutes; Clostridia; 
234538 Bacteria_16S 


Clostridiales; 
3282345 3282378 68 100 


Eubacteriaceae; Acetobacterium. 


gi|219846733 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 


carbinolicum Bacteria; 
234538 Bacteria_16S 


gi|219846732 


wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 


wieringae Bacteria; 


234538 Bacteria_16S 


gi| 219846731 


ref|NR_024794.1| Marinilactibacillus 
2731401 2732858 Marinilactibacillus 


Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 


ref|NR_024766.1| Bacillus okuhidensis 
07 Bacillus okuhidensis Bacteria; 


ref|NR_024692.1| Salimicrobium 
2876799 2878315 Salimicrobium 


ref|NR_024672.1| Thermaerobacter 
2904128 2905615 Thermaerobacter 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 


ref|NR_026504.1| Orenia salinaria 
18 Orenia salinaria Bacteria; 


ref|NR_026467.1| Vagococcus lutrae 
11 3070973 Vagococcus lutrae Bacteria; 


ref|NR_026404.1| Lactobacillus kunkeei 
45 Lactobacillus kunkeei Bacteria; 


ref|NR_026372.1| Helicobacter 
e 3211554 3212974 Helicobacter 


ref|NR_026352.1| Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
hium. 
ref|NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 


ref|NR_026325.1| Acetobacterium 
3281102 3282570 Acetobacterium 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
3283869 3283902 68 100 


ref|NR_026324.1| Acetobacterium 
3282621 3284094 Acetobacterium 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
3285394 3285427 68 100 


ref |NR_026323.1| Acetobacterium woodii 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 


Firmicutes; Clostridia; 


Clostridiales; 


Eubacteriaceae; Acetobacterium. 


234538 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; 


strain NCFB 2890 
Firmicutes; 


strain Inkinen 16 
Proteobacteria; E 


restrictus strain 
restrictus Bacter 


234538 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


234538 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


muriaticus strain 
Bacteria; Firmicu 


234538 Bacteria_16S 
train Met 79 16S ribosomal RNA, partia 
Clost 


nitratireducens s 
nitratireducens B 


234538 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


234538 Bacteria_16S 


strain 2DT 16S ri 


Clost 
234538 Bacteria_16S 


Lacto 
234538 Bacteria_16S 


3539988 3540021 68 100 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3552285 3552386 1 98 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3614777 3614810 68 100 gi 


gi 


gi 


bacillales; 


3647949 3647982 68 100 
S ribosomal RNA, partial sequence 


gi 


3666433 3666466 68 100 gi 
Firmicutes; Clostridia; 
3812060 3812093 68 


ia; 
100 gi 
tes; Lactobacillales; 
3827379 3827412 68 100 


bosomal RNA, partial sequence 


gi 


3897614 3897647 68 100 gi 


tes; Lactobacillales; 


4173523 4173556 68 


Enterococcaceae; 
100 gi 


acteria; Firmicutes; Clostridia; 
217306 217338 69 100 
ribosomal RNA, partial sequence 


gi 


218885 218917 69 100 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


1297598 1297700 1 98 
bosomal RNA, partial sequence 


gi 


psilonproteobacteria; Campylobacterale 
234538 Bacteria_16S 
PER-K23 16S ribosomal RNA, partial se 
Clostridia 


£3 16S ribosomal RNA, partial sequence 
Carnobacteriacea 


X-1 16S ribosomal RNA, partial sequen 


219846550 


3538695 35402 


219846542 


3551089 35526 
loramato 


Ca 
219846496 


16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloioc 


occus. 
219846473 


3646715 36481 
Helicob 


S; 
219846461 
quence 

les; Pepto 
219846355 
38107 
e; Carnoba 
219846345 


3826129 38276 
psilonproteobacteria; Campylobacterale 
234538 Bacteria_16S 


s; Helicob 
219846297 
ce 38963 
Tetrageno 
219846098 
1 sequence 
ridiales; 
265678918 


216053 21755 
lanctomycetacia; Planctomycetales; Pla 
234538 Bacteria_16S 


nctomyceta 
265678917 
equence 

Planctomy 


219857534 


1296399 12978 


ref|NR_026142.1 


ref|NR_026134.1 
r. 
ref|NR_026088.1 
09 Alloiococcus 


ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
NR_026053.1 
3665143 366662 
coccaceae; Dehal 
ref|NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref |NR_029226.1 
; Blastopire 
ref |NR_029225.1 

217606 219133 
cetales; Plancto 


ceae 


ref |NR_025122.1 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Dehalobacter 

8 Dehalobacter 

obacter. 
Carnobacterium 

acterium funditum 


Helicobacter felis 


felis Bacteria; 


cobacter. 
Tetragenococcus 
enococcus muriaticus 


Garciella 
8 Garciella 
Garciella. 
Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Planctomyces 
Planctomyces 

mycetaceae; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 2012174 2012206 69 100 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

234538 Bacteria_16S 2025424 2025492 1 67 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

234538 Bacteria_16S 2032861 2032965 1 100 gi|219878174|ref|NR_025313.1] Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

234538 Bacteria_16S 2679991 2680023 68 99 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

234538 Bacteria_16S 3881974 3882078 1 100 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

234538 Bacteria_16S 40405 40432 1 28 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

234538 Bacteria_16S 79713, 79740 1 28 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

234538 Bacteria_16S 143765 143792 1 28 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

234538 Bacteria_16S 151267 151294 1 28 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

234538 Bacteria_16S 162118 162153 66 100 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

234538 Bacteria_16S 200204 200231 1 28 gi|265678930|ref|NR_029238.1| Pelobacter 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 


acetylenicus Bacteria; Proteobacteria; 
Pelobacter. 


Deltaproteobacteria; 


Desul 


198985 200521 Pelobacter 
furomonadales; Pelobacteraceae; 


234538 Bacteria_1 


strain 1H 9 16S 
Proteobacteria; 


strain DSM 20475 
Firmicutes; 


Geobacter. 


234538 Bacteria_16S 


strain W 1471 16S 
Firmicutes; 


thermoamylovorans 
thermoamylovorans 


234538 Bacteria_16S 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequenc 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Sedimentibacter. 

234538 Bacteria_16S 345126 345153 1 28 gi| 265678828 
strain 124-2 16S ribosomal RNA, partial sequence 343905 34542 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
234538 Bacteria_16S 396265 396368 2 100 gi| 265678791 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 39505 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 
234538 Bacteria_16S 419474 419501 1 28 gi| 265678775 
strain LCl 16S ribosomal RNA, partial sequence 418286 41972 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
234538 Bacteria_16S 453449 453476 1 28 gi| 265678752 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 
Firmicutes; Bacillales; Macrococcus. 

234538 Bacteria_16S 455048 455075 1 28 gi| 265678751 
strain R 16086 16S ribosomal RNA, complete sequence 453819 45536 
Firmicutes; Bacillales; Macrococcus. 

234538 Bacteria_16S 459561 459588 1 28 gi| 265678745 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseud 
Pseudomonas. 

234538 Bacteria_16S 508655 508682 1 28 gi| 265678713 
coryniformis subsp. torquens strain 30 16S ribosomal RNA, complet 


G 
234538 Bacteria_1 


Clost 
234538 Bacteria_1 
polysaccharolytic 


Clost 
234538 Bacteria_16S 


6S 215755 215782 1 28 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
6S 224933 224988 47 100 gi 


gi 


ridia; 
6S 


Clostridiales; Peptococcaceae; 
270417 270452 66 100 gi 


rales; Thermoanaerobacterales Family I 
6S 274948 274975 1 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 280970 280997 1 28 gi 
cteria; Proteobacteria; 
282456 282483 1 28 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

321916 321943 1 28 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
329679 329706 1 28 gi 


gi 


um strain KMTHCJT 16S ribosomal RNA, p 

Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacte 
234538 Bacteria_1 
strain S-16 16S r 
Tenericutes; Moll 
234538 Bacteria_1 
sulfurreducens st 
sulfurreducens Ba 


rain PCA 16S ribosomal RNA, partial se 
Deltaproteobac 


265678919 


214535 21600 
Halomonad 


265678913 


16S ribosomal RNA, partial sequence 223682 22507 
Peptococcu 


265678880 


II. 
265678877 


273748 27524 


265678873 
quence 
teria; 


265678872 


281272 28276 
Eubacteriu 


265678846 
sequence 
illaceae; 

265678841 


artial seq 


Incert 


Des 


ref|NR_029227.1| Halomonas elongata 
2 Halomonas elongata Bacteria; 
aceae; Halomonas. 

ref|NR_029221.1| Peptococcus niger 


4 Peptococcus niger Bacteria; 


Ss. 
ref|NR_029186.1| Thermoanaerobacterium 
uence 269183 270620 


ae Sedis; Thermoanaerobacterium. 
ref|NR_029183.1| Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029179.1] Geobacter 

279814 281221 Geobacter 
ulfuromonadales; Geobacteraceae; 
ref|NR_029178.1| Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


m. 
ref|NR_029151.1| Bacillus 
320691 322234 Bacillus 
Bacillus. 
ref|NR_029146.1| Sedimentibacter 
e 328486 329942 Sedimentibacter 
Clostridiales Family XI. Incertae 
ref|NR_029133.1| Lactobacillus pentosus 


3 Lactobacillus pentosus Bacteria; 


ref|NR_029096.1 
0 396528 Tenuib 


Tenuibacillus 
acillus multivorans 


ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 
aceae; Halomonas. 

ref|NR_029057.1| Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 


ref|NR_029050.1] Pseudomonas 
458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_029018.1| Lactobacillus 
e sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


234538 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


234538 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


234538 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


234538 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


234538 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


234538 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


234538 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


Lactobacillus. 

513159 513186 1 28 gi 
CCUG 47156 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
514598 514625 1 28 gi 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
540609 540644 66 100 gi 
BI 114 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
551331 551358 1 28 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
586065 586092 1 28 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

595190 595225 66 100 gi 
n ATCC 27768 16S ribosomal RNA, partia 


265678710 
sequence 
ococcaceae 
265678709 


513446 51481 


illus. 
265678692 
ence 53938 
coccaceae; 
265678685 
quence 
ctobacilla 
265678662 
58488 


265678656 
1 sequence 


ref|NR_029015.1] Streptococcus 
511957 513395 Streptococcus 
; Streptococcus. 
ref|NR_029014.1| Lactobacillus rossiae 


3 Lactobacillus rossiae Bacteria; 


ria; Firmicutes; Clostridia; Clostridiales; Rumi 
611756 611783 1 28 gi| 265678644 
TMW 1.80 16S ribosomal RNA, complete sequence 


a; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


ref|NR_028997.1| Subdoligranulum 

4 540811 Subdoligranulum variabile 

Subdoligranulum. 

ref |NR_028990.1| Lactobacillus 
550095 551652 Lactobacillus 

ceae; Lactobacillus. 

ref|NR_028967.1| Bacillus barbaricus 

8 586308 Bacillus barbaricus Bacteria; 

ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 

nococcaceae; Faecalibacterium. 

ref |NR_028949.1| Lactobacillus 
610536 612079 Lactobacillus 


Lactobacillus. 


234538 Bacteria_ 


urinaehominis st 
urinaehominis Ba 


234538 Bacteria_ 


strain WoG13 16S 
Firmicutes; Clos 


234538 Bacteria_ 


indolicum strain 
Bacteria; Proteo 


234538 Bacteria_ 


cetonica strain 
Bacteria; Proteo 


234538 Bacteria_ 


strain 6111 16S 
Proteobacteria; 
234538 Bacte 
strain 4N13 16S 
Proteobacteria; 
234538 Bacte 
strain 9A01 16S 
Proteobacteria; 
234538 Bacte 
strain 4B02 16S 
Proteobacteria; 


234538 Bacteria_ 


tjernbergiae str 
tjernbergiae Bac 
Acinetobacter. 


234538 Bacteria_ 


strain AB1110 16 
Proteobacteria; 


234538 Bacteria_ 


strain B2 16S ri 
Proteobacteria; 


234538 Bacteria_ 


cyclicum strain 
Bacteria; Proteo 


234538 Bacteria_ 


alkaliphilum str 
Bacteria; Proteo 


234538 Bacteria_ 


strain OS Hl 16S 
Firmicutes; Clos 


234538 Bacteria_ 


strain Kl 16S ri 
Proteobacteria; 


234538 Bacteria_ 


sibiricum strain 
Bacteria; Proteo 


234538 Bacteria_ 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidamino 


234538 Bacteria_ 


strain B1333 16S 
Firmicutes; Lact 


234538 Bacteria_ 


psychrophila str 
Bacteria; Proteo 


234538 Bacteria_ 


strain D2-18 16S 
Firmicutes; Clos 


234538 Bacteria_ 


strain Kx146A4 1 
Firmicutes; Lact 


234538 Bacteria_ 


DSM 14365 16S ri 
Bacteria; Proteo 


234538 Bacteria_ 


cont. ay 


ria_ 


ria_ 


16S 651468 651495 1 28 gi 
rain CCUG 42038b 16S ribosomal RNA, par 
cteria; Firmicutes; Lactobacillales; Ae 
16S 666474 666501 1 28 gi 
ribosomal RNA, partial sequence 
tridia; Clostridiales; Syntrophomonadac 
16S 686004 686031 1 28 gi 
In04 16S ribosomal RNA, partial sequen 
bacteria; Deltaproteobacteria; Desulfob 
16S 687569 687596 1 28 gi 
480 16S ribosomal RNA, partial sequence 
bacteria; Deltaproteobacteria; Desulfob 
16S 699776 699803 1 28 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chro 


16S 746580 746607 1 28 gi| 265678549 
ribosomal RNA, partial sequence 745469 74679 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
16S 747955 747982 1 28 gi| 265678548 
ribosomal RNA, partial sequence 746844 74816 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
16S 749330 749357 1 28 gi| 265678547 
ribosomal RNA, partial sequence 748219 74954 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
16S 750705 750732 1 28 gi| 265678546 
ain 7N16 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Gammaproteobacteria; Pseud 
16S 752080 752107 1 28 gi| 265678545 
S ribosomal RNA, partial sequence 750969 75229 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
16S 753455 753482 1 28 gi| 265678544 
bosomal RNA, partial sequence 752344 75366 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
16S 814770 814797 1 28 gi| 265678503 
ALM1 16S ribosomal RNA, partial sequence 81355 
bacteria; Gammaproteobacteria; Thiotrichales; Pis 
16S 842158 842185 1 28 gi| 265678485 
ain Z4 16S ribosomal RNA, partial sequence 84098 
bacteria; Gammaproteobacteria; Oceanospirillales; 
16S 851073 851100 1 28 gi| 265678479 
ribosomal RNA, partial sequence 849874 85135 
tridia; Clostridiales; Heliobacteriaceae; Heliore 
16S 860307 860334 1 28 gi| 265678472 
bosomal RNA, partial sequence 859076 86059 
Deltaproteobacteria; Desulfuromonadales; Geobacte 
16S 901224 901251 1 28 gi| 265678444 
AL7 16S ribosomal RNA, partial sequence 90001 
bacteria; Gammaproteobacteria; Thiotrichales; Pis 
16S 995370 995397 1 28 gi| 265678381 


strain glu 65 16S ribosomal RNA, parti 


Bacteria; Firmicutes; Clostridia; Clostridiales; 
bacter. 

16S 996928 996955 1 28 gi| 265678380 
ribosomal RNA, complete sequence 995703 99724 
obacillales; Carnobacteriaceae; Granulicatella. 
16S 1089319 1089346 1 28 gi| 265678317 
ain E-3 16S ribosomal RNA, partial sequence 10881 
bacteria; Gammaproteobacteria; Pseudomonadales; P 
16S 1104346 1104373 1 28 gi| 265678306 
ribosomal RNA, partial sequence 1103152 11046 
tridia; Clostridiales; Clostridiales Family XIII. 
16S 1124189 11242161 28 gi|224581425 
6S ribosomal RNA, partial sequence 1122944 11244 
obacillales; Lactobacillaceae; Lactobacillus. 

16S 1210420 1210447 1 28 gi| 228715350 
bosomal RNA, partial sequence 1209193 12106 
bacteria; Deltaproteobacteria; Myxococcales; Nann 
16S 1211916 1211943 1 28 gi| 224581438 


665236 66673 


698584 69993 


265678617 
tial seque 
rococcacea 
265678605 


eae; Pelos 
265678592 
ce 68477 
acterales; 
265678591 

68634 
acterales; 
265678583 


matiaceae; 


al sequenc 


ref 
nce 
e; 

ref 


NR_028922.1 
650305 

Aerococcus. 

NR_028910.1 


pora. 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028888.1 


Thiocystis. 
ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref|NR_028850.1 

749594 750918 
omonadales; Mora 


ref|NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref |NR_028788.1 
1 842417 Marino 
Marinospirillu 
ref |NR_028782.1 


stis 
ref 


NR_028775.1 


raceae; Geobacte 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref|NR_028683.1 
e 994185 995652 
Clostridiales F 


ref|NR_028682.1 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_027206.1 
63 Lactobacillus 
ref|NR_027522.1 
ocystineae; Hali 
ref|NR_027220.1 


hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


1210750 121215 


mM. 


Aerococcus 
651625 Aerococcus 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 

Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 

Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Acinetobacter tandoii 
tandoii Bacteria; 
r. 

Acinetobacter gerneri 
gerneri Bacteria; 
r. 

Acinetobacter bouvetii 
bouvetii Bacteria; 
r. 

Acinetobacter 

Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 
am 

Acinetobacter baylyi 
baylyi Bacteria; 
ea 

Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Marinospirillum 
spirillum alkaliphilum 


v 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


aa 

Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


, 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Lactobacillus antri 
antri Bacteria; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Halomonas 
8 Halomonas 


234538 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; 


strain Eplumel 16 
Proteobacteria; 


strain Esulfidel 
Proteobacteria; 


strain R-4079 16S 
Proteobacteria; 


strain R-4069 16S 
Proteobacteria; G 


234538 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


234538 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


234538 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


234538 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


234538 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


234538 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


234538 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


234538 Bacteria_16S 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


234538 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 


234538 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


234538 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


234538 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


234538 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


234538 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


234538 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


234538 Bacteria_16S 


entericus strain 
entericus Bacteri 


G 
234538 Bacteria_16S 


G 
234538 Bacteria_16S 


G 
234538 Bacteria_16S 


G 
234538 Bacteria_16S 


1213393 12134201 28 
ribosomal RNA, partial sequence 


gi 


ammaproteobacteria; Pseudomonadales; P 
1260050 1260077 1 28 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1270751 1270778 1 28 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


oc 


se 
ia 


1276551 1276578 1 28 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1322068 1322095 1 28 gi 
arnosus strain 361 16S ribosomal RNA, 
arnosus Bacteria; Firmicutes; Bacillal 
1328222 1328249 1 28 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1366075 1366102 53 80 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1441999 1442102 2 100 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1448132 1448159 1 28 gi 
P9a-h 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Clostr 


ce 


es 


al 


le 


Ed: 


ne 


1464602 1464629 1 28 
ibosomal RNA, partial sequence 


gi 


ammaproteobacteria; Oceanospirillales; H 
1509906 1509933 1 28 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1511485 15115121 28 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1567133 1567160 1 28 gi 
ibosomal RNA, partial sequence 

obacteriales; Fusobacteriaceae; 

1579307 1579334 1 28 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1583827 1583854 1 28 gi 


A, 
ac 


e 
oc 


Leptotri 


gi 


se 


Viridibacillus. 
28 gi 


lales; Planococcaceae; 


1585382 1585409 1 
lales; Planococcaceae; Viridibacillus. 
1745582 1745609 1 28 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
1765293 1765320 1 28 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 


oc 


eq 
oc 


234538 Bacteria_16S 


saalensis strain 


224581437 
1212209 12136 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
1214886 1214913 1 28 gi|224581436|ref|NR_027218.1 
S ribosomal RNA, partial sequence 1213697 12151 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 

1216366 1216393 1 28 gi|224581404|ref|NR_027185.1 
16S ribosomal RNA, partial sequence 1215201 12166 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 

1228423 1228450 1 28 gi|219878281|ref|NR_025420.1 
ribosomal RNA, partial sequence 1227244 12287 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 

1229959 1229986 1 28 gi|219878280|ref|NR_025419.1 
ribosomal RNA, partial sequence 1228770 12302 


seudomonad 
219846811 
ence 12588 


cales; 


219846400 


quence 


v 


219846179 
12753 
irillales; 
228715346 
partial se 
Staphy 
219846129 
rtial sequ 
Lact 
228719040 
ence 13648 
Brady 
224581427 
ence 14407 


v 


es; 


Ss; 


us. 


224581422 
14469 
idiales Fa 


e 


224581410 
1463419 14648 


ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
1484354 1484381 1 28 gi|219857506|ref|NR_025094.1 
ibosomal RNA, partial sequence 1483159 14846 


caceae; 


219846058 
1565947 15674 


chia. 


219846381 
1578118 15795 
udomonad 
219878489 
16S ribosomal RNA, partial sequence 1582619 15841 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 


219878377 
17443 


cus. 


219878361 


uence 


1768242 1768269 1 28 gi 
ZF2 16S ribosomal RNA, partial sequence 


Desulf 


alomonad 
219846290 
partial 
illales; 
219846273 
sequence 


occaceae 
219878359 


ref|NR_027219.1 


aceae; Cellvibri 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


D 


ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_027518.1 
quence 132084 
lococcus. 
ref|NR_025719.1 
ence 132699 
obacillaceae; La 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027209.1 
88 1442278 Filoba 


ref |NR_027203.1 
32 1448409 Mogiba 
mily XIII. Incer 


ref|NR_027191.1 
73 Mogibacterium 


acea 
ref 
seq 


e; Kushneria 
NR_025880.1 
uence 150868 
Lactobacillacea 
ref|NR_025863.1 
1510256 151166 
Abiotrophia. 
ref |NR_025648.1 


ref |NR_025972.1 


acea 
ref 


e; Pseudomon 
NR_025628.1 


ref |NR_025627.1 


ref|NR_025516.1 
69 1745812 Strept 


ref |NR_025500.1 
1764167 176550 
; Streptococcus. 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
s. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


O°. 
Deinococcus 
occus radiopugnans ATCC 
einococcus. 

Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Staphylococcus 

2 1322334 Staphylococcus 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 

Nitrobacter 
acter hamburgensis X14 
trobacter. 
Filobacillus 
cillus milosensis 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Leptotrichia shahii 


31 Leptotrichia shahii Bacteria; 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Streptococcus 
1 Streptococcus 


ref |NR_025498.1 


Sedimentibacter 


1767074 1768507 Sedimentibacter saalensis 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Sedimentibacter. 
234538 Bacteria_ 


strain : LMG 20969 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


234538 Bacteria_ 


paraplantarum str 
paraplantarum Bac 


234538 Bacteria_ 


strain M577-94 16 
Lacto 


Firmicutes; 
234538 Bacteria_ 


sulfidifaciens st 
sulfidifaciens Ba 


234538 Bacteria_ 


strain DSM 9172 1 
Lacto 


Firmicutes; 
234538 Bacteria_ 


israelensis strai 
Proteob 


Bacteria; 
234538 Bacteria_ 


canadensis strain 
canadensis Bacter 


Chromohalobacter. 
234538 Bacteria_ 


strain LUH4616 16 
G 
234538 Bacteria_16S 
schindleri strain 
schindleri Bacter 
234538 Bacteria_16S 
CIP 106764 16S ri 
Lacto 
234538 Bacteria_16S 
limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteob 
234538 Bacteria_16S 
sanguinicola stra 
sanguinicola Bact 
234538 Bacteria_16S 
strain LUH 3792Ty 
Proteob 
234538 Bacteria_16S 


Proteobacteria; 


Firmicutes; 


Bacteria; 


Bacteria; 


strain L1/68 16S 
Proteobacteria; 


strain m2661/98/1 
Firmicutes; 


strain ET-5b 16S 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; 


Chondromyces. 


234538 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


234538 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


234538 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


234538 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


G 
234538 Bacteria_16S 


Lacto 
234538 Bacteria_16S 


D 
234538 Bacteria_16S 
lanuginosus strai 
lanuginosus Bacte 


16S 1784783 1784810 1 28 gi 


16S 1841295 1841322 1 28 gi 


teria; 
16S 


Firmicutes; Lactobacillales; 
1844399 1844426 1 28 
S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; Isobacu 
16S 1854919 1854946 1 28 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; 
16S 1857872 1857899 1 


gi 


28 gi 
bacillales; Carnobacteriaceae; Trichoc 
16S 1863985 1864012 1 28 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
16S 1865567 1865594 1 28 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 
16S 1873208 1873235 1 28 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1888655 1888682 1 28 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1903833 1903860 1 28 gi 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
1905208 1905235 1 


gi 


Facklamia. 
28 gi 


acteria; Gammaproteobacteria; Chromati 
1909514 1909541 1 28 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1914028 1914055 1 28 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1927906 1927933 1 28 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1961379 1961406 1 28 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 
1968967 1968994 1 28 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
1982660 1982687 1 28 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
1984245 1984272 1 28 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1985829 1985856 1 28 gi 
Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


1987410 1987437 1 28 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 

2040570 2040597 1 28 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 


ain DSM 10667 16S ribosomal RNA, parti 
La 


1843183 18446 


Lactobacillales; Aer 


6S ribosomal RNA, partial sequence 1856650 18581 


1872026 18734 


1902626 19040 


1926697 19282 


1967755 19691 


1981436 19829 


219878347 
17835 
H 
219878308 
al sequenc 
ct 
219878306 


lum. 

219878298 
tial seque 
ococcace 
219878296 


occus. 
219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


219878286 


oraxellace 
219878273 
quence 

a; 
219878261 


219878260 
19040 
ales; Chro 
219878257 
al sequenc 
ococcaceae 
219878253 
19128 
nadales; M 
219878243 


anthomonad 
219878221 

19601 
s. 
219878216 


edis; Ther 
219878207 


ngiineae; 

219878206 
uence 

ia; Myxoco 


219878205 
uence 
a; Myxococ 


219878204 
sequence 
ia; Myxoco 


’ 


219878168 
equence 
coccaceae; 


2060697 2060724 1 28 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 


alomonad 


obacilla 


Pseudomonad 


Incerta 


ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025445.1 


ref 
nce 


NR_025437.1 

185372 
ae; Globicatell 
ref|NR_025435.1 
69 Trichococcus 


ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025430.1 
1864353 186588 


pirillales; Halo 


ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 

1887472 188893 
ales; Moraxe 


ref |NR_025400.1 


ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025382.1 


aceae; Ignatzsch 
ref|NR_025360.1 
67 1961603 Vagoco 
ref|NR_025355.1 
micanus. 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref|NR_025307.1 
2039358 204086 
Dolosicoccus. 


219878150 


2059520 2060972 Eubacterium sulci Bacteria; 


Eubacteriu 


e Sedis; 
Halomonas muralis 
nas muralis Bacteria; 


Lactobacillus 
3 Lactobacillus 
lus. 

Isobaculum melis 


97 Isobaculum melis Bacteria; 


Globicatella 


Chromohalobacter 


Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


parvus Bacteria; 
ry 

Acinetobacter 
7 Acinetobacter 
llaceae; 


Thioalkalicoccus 

kalicoccus limnaeus 

lkalicoccus. 
Aerococcus 

6 Aerococcus 


obacter ursingii 
inetobacter. 


ineria. 
Vagococcus fessus 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 


terineae; 


Dolosicoccus 
7 Dolosicoccus 


ref |NR_025289.1 


m. 


Eubacterium sulci 


6 1855215 Globicatella 
a. 
Trichococcus palustris 
palustris Bacteria; 


halobacter israelensis 


Acinetobacter parvus 


Acinetobacter. 
Facklamia miroungae 
30 Facklamia miroungae Bacteria; 


Acinetobacter ursingii 


Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 
ccus fessus Bacteria; 


Thermicanus aegyptius 
80 Thermicanus aegyptius Bacteria; 


Chondromyces robustus 
robustus Bacteria; 


234538 Bacteria_16S 
illinoisensis str 
illinoisensis Bac 
Alkanindiges. 
234538 Bacteria_16S 
pleistocenium str 
pleistocenium Bac 
234538 Bacteria_16S 
strain NCIMB 8634 16S 
Proteobacteria; G 
234538 Bacteria_16S 
strain NCIMB 8633 
Proteobacteria; G 
234538 Bacteria_16S 
acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 
234538 Bacteria_16S 
azotonutricium st 
azotonutricium Ba 
234538 Bacteria_16S 
stercorarium subsp. 


tes; 


ain MVAB Hexl 
teria; 


ain FTR 
teria; 


ammapro 


cteria; 


2107923 2107950 1 
Proteobacteria; 
2170035 2170062 1 


Firmicutes; 
2171564 21715911 
ribosomal 
teobacteria; 
2173115 2173142 1 


2254953 2254980 1 
Clostridia; 
2270472 2270499 1 


Spirochaetes; 
2326531 2326566 66 


Clostridium stercorarium subsp. 


Clostridiaceae; C 
234538 Bacteria_16S 
strain BG29 16S r 
Firmicutes; Clost 
234538 Bacteria_16S 
sulfidophilum str 
sulfidophilum Bac 
234538 Bacteria_16S 
strain PG15 16S r 
Tenericutes; Moll 
234538 Bacteria_16S 
strain YKJ-16 16S 
Proteobacteria; G 
234538 Bacteria_16S 
strain MT-1077 16 
Firmicutes; Lacto 
234538 Bacteria_16S 
viterbiensis stra 
viterbiensis Bacteria; 
234538 Bacteria_16S 

olivapovliticus s 
olivapovliticus B 
234538 Bacteria_16S 
aerophilum strain 
Bacteria; Proteob 
234538 Bacteria_16S 
strain LYP 16S ri 
Proteobacteria; D 
234538 Bacteria_16S 
strain 3T 16S rib 
Tenericutes; Moll 
234538 Bacteria_16S 
strain PG13 16S r 
Tenericutes; Moll 
234538 Bacteria_16S 
strain ATCC 4973 
Proteobacteria; G 
234538 Bacteria_16S 
acidaminophilum s 
acidaminophilum B 
234538 Bacteria_16S 
strain AN1 16S ri 


234538 Bacteria_16S 
selangorensis str 
selangorensis Bac 
234538 Bacteria_16S 


bacillales; 


acteria; 


acteria; 


teria; 


2391538 2391565 1 


2405185 2405212 1 


2406700 2406727 1 


Firmicutes; 
2449379 2449406 1 


Firmicutes; 


2469137 2469164 1 


2473629 2473656 1 


2477990 2478017 1 


2487023 2487050 1 


2529425 2529452 1 


2565396 2565423 1 


Firmicutes; 


2568529 2568556 53 


2617847 2617874 1 


Firmicutes; 
2648435 2648462 1 


28 


16S ribosomal RNA, 
Gammaproteobact 


28 


1 16S ribosomal RNA, partial se 
Lactobacillales; 


28 


RNA, partial sequence 
Pseudomonadales; 


28 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


28 


Lup33 16S ribosomal RNA, partial sequ 
Clostridiales; 


28 


rain ZAS-9 16S ribosomal RNA, partial 
Spirochaetales; 


100 


leptospartum strain ATCC 35414 16S 


219878115 
ete sequen 
eria; Pseu 


gi 
compl 


219857622 
quence 
rnobacteri 

219857621 
21703 


gi 


Ca 
gi 


P 
gi 


se 
219857620 
21719 
se 
219857563 
ence 22537 
idiales Fa 


gi 
Clostr 


219857553 
sequence 
Spirochaet 

219857512 
ribosomal 


gi 


gi 


udomonad 


udomonad 


ref 
domo 
ref 
2 
acea 


ref 


acea 
ref 


acea 
ref 


mily 
ref 
acea 


ref 
RNA, 


ce 2106707 21082 


168820 21703 


56 2171849 Cellv 


00 2173400 Cellv 


47 2255269 Spora 


2269277 22707 


NR_025254.1 
3 
nadales; Mor 
NR_025211.1 
0 
e; Carnobact 
NR_025210.1 
i 
e; Cellvibri 
NR_025209.1 
Ee 
e; Cellvibri 
NR_025151.1 
n 
XI. Incerta 
NR_025141.1 
3 
e; Treponema 
NR_025100.1 
partial seq 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Carnobacterium 
5 Carnobacterium 
erium. 

Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
Oo. 

Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Treponema 
9 Treponema 
Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


28 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


28 


S ribosomal RNA, partial sequence 
Lactobacillaceae; 


28 


in JW/MS-VS5 16S ribosomal RNA, partia 
Clostridia; 


cl 
28 


train WW2-SN4a 16S ribosomal RNA, part 
Lactobacillales; 


28 


AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


28 


bosomal RNA, partial sequence 


eltaproteobacteria; Syntrophobacterale 


28 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


28 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


28 


28 


train DSM 3953 16S ribosomal RNA, part 
Clostridia; 


80 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


28 


ain LMG 17710 16S ribosomal RNA, parti 
Lactobacillales; 


28 


Lactobac 


2372144 23736 


gi| 219857466 
2390343 23918 
Halomonad 
gi| 219857457 
2403965 24054 
illus. 

219857456 
1 sequence 
iales; Clo 
219857420 
ial sequen 
Carnobacte 
219857404 
ce 24679 
hales; Pis 
gi|219857401 
2472404 24737 
s; Syntrop 
gi| 219857398 
2476824 24782 


gi 
ostrid 


gi 


gi 


gi| 219857392 
2485849 24873 


gi|219857358 


16S ribosomal RNA, partial sequence 2528225 25296 
ammaproteobacteria; Pseudomonadales; P 


seudomonad 
219857291 
ial sequen 
Clostridiales; 
gi| 219857289 
2567339 25687 
rhizobiace 
219857254 
al sequenc 
ctobacilla 
219857226 


gi 


gi 


La 
gi 


thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Thiomicrospira. 


lostridium. 
2338348 2338375 1 28 gi|219857503|ref|NR_025091.1 
ibosomal RNA, partial sequence 2337153 23386 
ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
2339897 2339924 1 28 gi|219857502|ref|NR_025090.1 
ain BR4 16S ribosomal RNA, complete sequence 2338702 234021 
teria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; 
2373316 2373343 1 28 gi| 219857478 |ref|NR_025066.1 


ref 


acea 


ref 


ref 


stri 
ref 


riac 
ref 


ciri 
ref 


hace 


ref 


ref 


ref 


acea 
ref 


Euba 
ref 


ae; 
ref 


ceae 
ref 


86 Lactobacillus 


2405537 24070 


ce 2448175 24496 


28 2469361 Thioa 


ce 2564201 25657 


e 2616635 26181 


NR_025054.1 


e; Halomona 
NR_025045.1 


NR_025044.1 
1 
diaceae; Cal 
NR_025008.1 
8 
eae; Alkalib 
NR_024992.1 
ds 
ckettsiaceae 
NR_024989.1 


ae; Smithell 
NR_024986.1 


NR_024980.1 


NR_024946.1 


e; Pseudomon 
NR_024922.1 
0 
cteriaceae; 
NR_024920.1 


Nitrobacter 
NR_024885.1 

2 
; Paralactob 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Lactobacillus kimchii 
kimchii Bacteria; 


Caloramator 
6 Caloramator 
oramator. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Smithella propionica 


, 


74 Smithella propionica Bacteria; 


a. 
Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Eubacterium 
8 Eubacterium 
Eubacterium. 
Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 


NR_024854.1 


Thiomicrospira 


2647248 2648671 Thiomicrospira 


234538 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


234538 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


234538 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


234538 Bacteria_16S 


2673847 2673874 1 28 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2681459 2681486 1 28 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 

2699260 2699287 1 28 gi 


gi 


laceae; Bacillus. 


2723381 2723408 1 28 gi 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


234538 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


234538 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


234538 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


234538 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


234538 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


234538 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


234538 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


234538 Bacteria_16S 


collinoides strai 
collinoides Bacte 


234538 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


234538 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


234538 Bacteria_16S 


strain NCIMB 1112 


tes; Bacillales; Alicyclobacillaceae; 
2729560 2729587 1 28 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2732594 27326211 28 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
2769727 2769754 1 28 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2786426 2786453 1 28 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2816452 2816479 1 28 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2846866 2846893 1 28 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2859310 2859337 1 28 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2946363 2946390 1 28 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
2976661 2976688 1 28 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2976710 2976765 47 100 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3005726 3005753 53 80 gi 
6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


234538 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


234538 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


234538 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


234538 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


234538 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


234538 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


234538 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


234538 Bacteria_16S 


3041992 3042019 1 28 

S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3064864 3064891 1 28 gi 


gi 


bacillales; Streptococcaceae; Streptoc 
3070717 3070744 1 28 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3091777 3091804 1 28 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Ignavigranu: 
3129384 3129411 53 80 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


3161193 31612201 
NZ27 16 


28 gi 
S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3165657 3165684 1 28 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
3167164 3167203 1 39 gi 


2698052 2699555 Ba 


2768556 27 


219857207 
e sequence 
actobacill 
219857202 
1 sequence 
Carnobacte 
219857189 
cil 


219857173 
27221 
Alicycloba 
219857168 
quence 
acillaceae 
219857166 
sequence 
Carnobacte 
219857138 
700 


219857126 
ial sequen 
clobacilla 
219856913 
equence 

ia; Pseudo: 


, 


219856893 
28456 
mily XIII. 
219856885 
28581 
nadales; P 
219856826 
equence 

obacillace 
219846939 


2975480 29769 


Clostridiu 
219846939 


2975480 29769 


Clostridiu 
219846920 

30045 

locystacea 
219846895 


3040796 30422 


219846879 


16S ribosomal RNA, partial sequence 3063651 30650 


occus. 
219846875 

30695 

s. 
219846861 


3090574 30919 


m. 
219846836 
al sequenc 
ia; Rhizob 
219846815 
ce 31599 
omonadales 
219846812 


3164429 31659 


illus. 
219846810 


radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 


radiophilus Bacte 


ria; Deinococcus-Thermus; Deinococci; 


Deinococca 


ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref |NR_024817.1 
lus asahii Bacte 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024794.1 

2731401 273285 
riaceae; Marinil 
ref |NR_024766.1 


ref |NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 


ref |NR_026531.1 


m. 
ref |NR_026531.1 
m. 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus 
ref |NR_026487.1 


ref|NR_026471.1 
27 Streptococcus 


ref |NR_026467.1 
11 3070973 Vagoco 


ref |NR_026453.1 
90 Ignavigranum 


ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026404.1 
45 Lactobacillus 


ref |NR_026402.1 
3165996 316746 
les; Deinococcac 


Lactobacillus 
4 Lactobacillus 
llus. 

Alkalibacterium 
1 Alkalibacterium 
acterium. 

Bacillus asahii strain 
ria; Firmicutes; 


Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Lactobacillus 
8 Lactobacillus 
Ss. 
Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Streptococcus ovis 


ovis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 

Lactobacillus kunkeei 
kunkeei Bacteria; 


Deinococcus 
5 Deinococcus 
eae; Deinococcus. 


234538 Bacteria_ 


proteolyticus str 
proteolyticus Bac 


234538 Bacteria_ 
mathranii strain 
Bacteria; 
234538 Bacteria_ 


strain ATCC 70062 
Lacto 


Firmicutes; 
234538 Bacteria_ 


thoraltensis stra 
Firmicu 


Bacteria; 
234538 Bacteria_ 


DSM 10228 16S rib 
Clost 


Firmicutes; 
234538 Bacteria_ 
strain DSM 6035 1 
Firmicutes; Lacto 


234538 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 
234538 Bacteria_ 


marismortui strai 
marismortui Bacte 


Chromohalobacter. 
234538 Bacteria_ 


strain ATCC 49336 
G 


Proteobacteria; 
234538 Bacteria_ 


radioresistens DS 
Proteob 


Bacteria; 
234538 Bacteria_ 


DSM 2403 16S ribo 
G 


Proteobacteria; 
234538 Bacteria_ 


strain DSM 6964 1 
G 


Proteobacteria; 
234538 Bacteria_ 


haemolyticus stra 
haemolyticus Bact 


Acinetobacter. 
234538 Bacteria_ 
baumannii strain 


baumannii Bacteri 
234538 Bacteria_16S 
homopropionicum s 
homopropionicum B 
234538 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; 


strain DSM 8715 1 
Firmicutes; 


strain R91/1468 1 
Firmicutes; 


strain NCFB 2890 
Firmicutes; 


strain DSM 50071 
Bacteria; 


Firmicu 


16S 3170196 3170223 1 28 gi 
ain DSM 20540 16S ribosomal RNA, partial 
teria; Deinococcus-Thermus; Deinococci; 
16S 3174768 3174871 2 100 gi 

A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
16S 3180786 3180813 1 28 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
16S 3217276 3217303 1 28 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
16S 3265601 3265628 1 28 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; 
16S 3305269 3305296 1 


Ss; 


v 


Clostridiaceae; Cl 


28 gi 


219846808 


219846805 


219846776 
en 


219846744 
3264433 32658 


219846718 


sequenc 
Deinococ 
31735 


31795 


ce 32160 
Streptoc 


ostridiu 


Thermoa 
219846801 


bacillales; 


bacillales; 


3306809 3306836 1 
6S ribosomal RNA, partial sequence 3305595 33071 
Lactobac 


6S ribosomal RNA, partial sequence 3304055 33055 
Lactobac 


gi 


Lactobacillaceae; 
28 


Lactobacillaceae; 


illus. 
219846717 


illus. 


Bacil 
234538 Bacteria_16S 


Bacil 
234538 Bacteria_16S 
paraputrificum st 
paraputrificum Ba 
234538 Bacteria_16S 
thermopalmarium s 
thermopalmarium B 
234538 Bacteria_16S 
6S ribosomal RNA, partial sequence 3599877 36013 
Lacto 
234538 Bacteria_16S 


Lacto 
234538 Bacteria_16S 


Proteob 
234538 Bacteria_16S 
strain Dfr2 16S ribosomal RNA, partial sequence 


16S 3385941 3385968 1 28 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


1 
ia 
16S 3387414 3387441 1 28 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
16S 3437991 3438018 1 28 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
16S 3439501 3439528 1 28 gi 


H 
en 


na 


ammaproteobacteria; Pseudomonadales; M 
16S 3441010 3441037 1 28 gi 


or 


ammaproteobacteria; Pseudomonadales; M 
16S 3442520 3442547 1 28 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


or 


e 
ri 


16S 3444029 3444056 1 28 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3530693 3530720 1 28 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3538346 3538373 1 28 gi 


se 


’ 


ia 
ri 


lales; Bacillaceae; Bacillus. 
3544600 3544627 1 28 
6S ribosomal RNA, 


gi 


bacillales; Carnobacteriaceae; Dolosigra 


3614706 3614733 1 28 gi 


bacillales; Carnobacteriaceae; Alloioc 
3629593 3629620 1 28 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 


oc 


na 


219846659 


219846658 


219846617 
somal RNA, partial sequence 3438312 3439771 Aci 


219846616 
6S ribosomal RNA, partial sequence 3439822 344 


219846615 


219846614 


219846556 


219846551 


6S ribosomal RNA, partial sequence 3537139 35386 


219846547 
complete sequence 3543393 35448 


lales; Bacillaceae; Bacillus. 

3550751 3550778 1 28 gi| 219846543 
rain ATCC 25780 16S ribosomal RNA, partial seque 
cteria; Firmicutes; Clostridia; Clostridiales; C 

3584066 3584093 1 28 gi| 219846520 
train BVP 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Clostridia; Clostridiales; 

3601087 3601114 1 28 gi| 219846506 


219846496 
16S ribosomal RNA, partial sequence 3613485 36150 


219846486 


sequence 
Oceano 


’ 


33862 


ce 343 
dales; 


68 
M 


ne 
axellace 
12 
axellace 
sequen 
a; Pse 


ce 
ud 


quence 
Pseudomo 


1 sequen 
diales; 


nulum. 


cus. 


36283 
dales; P 


3631177 3631204 1 28 gi 


219846485 
3629961 3631435 Geobacter pelophilus Bacteria; 


alomonad 
219846618 


ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref|NR_026393.1 
83 3181087 Fackla 


ref|NR_026368.1 
71 3217589 Strept 
occus. 
ref|NR_026336.1 


m. 
ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


ref |NR_026250.1 
19 3387691 Halomo 
aceae; 
ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref|NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 
3441331 344279 
omonadales; Mora 


ref |NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026143.1 
44 Bacillus 


ref|NR_026088.1 
09 Alloiococcus 


ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 


Halomonas. 


Deinococcus 
7 Deinococcus 
aceae; Deinococcus. 
Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Facklamia hominis 
mia hominis Bacteria; 


, 


Streptococcus 
ococcus thoraltensis 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

r. 
Acinetobacter junii 
junii Bacteria; 

rs 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Clostridium 
6 Clostridium 
Clostridium. 
Bacillus gibsonii 


gibsonii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 
ref|NR_026135.1| Clostridium 
nce 3549572 3551038 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_026112.1| Clostridium 

3582883 3584385 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_026098.1| Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Pseudomonas aeruginosa 


monas aeruginosa 


Pseudomonas. 


ref|NR_026077.1 


Geobacter pelophilus 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 


234538 Bacteria_16S 3692078 3692105 1 28 gi|219846443|ref|NR_026034.1| Mycoplasma adleri 
strain G145 16S ribosomal RNA, partial sequence 3690909 3692364 Mycoplasma adleri Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

234538 Bacteria_16S 3719058 3719085 1 28 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

234538 Bacteria_16S 3723694 37237211 28 gi|219846419|ref|NR_026010.1] Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 3762282 3762309 1 28 gi|219846391|ref|NR_025982.1| Geobacter chapelleii 
strain 172 16S ribosomal RNA, partial sequence 3761076 3762547 Geobacter chapelleii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

234538 Bacteria_16S 3774148 3774175 1 28 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
234538 Bacteria_16S 3777243 3777270 1 28 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 

234538 Bacteria_16S 3783313 3783340 1 28 gi|219846375|ref|NR_025966.1| Mycoplasma 
leopharyngis strain LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycoplasma leopharyngis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

234538 Bacteria_16S 3787753 3787780 1 28 gi|219846372|ref|NR_025963.1| Mycoplasma felifaucium 
strain PU 16S ribosomal RNA, partial sequence 3786577 3788011 Mycoplasma felifaucium Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

234538 Bacteria_16S 3810390 3810417 1 28 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

234538 Bacteria_16S 3811989 3812016 1 28 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

234538 Bacteria_16S 3830364 3830391 1 28 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

234538 Bacteria_16S 3837769 3837796 1 28 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

234538 Bacteria_16S 3839315 3839342 1 28 gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
234538 Bacteria_16S 3886656 3886683 1 28 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

234538 Bacteria_16S 3892852 3892879 1 28 gi|219846300|ref|NR_025890.1| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

234538 Bacteria_16S 3932597 3932624 1 28 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

234538 Bacteria_16S 4072742 4072769 1 28 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

234538 Bacteria_16S 4078865 4078892 1 28 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

234538 Bacteria_16S 4080431 4080458 1 28 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

234538 Bacteria_16S 4102992 4103019 1 28 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 4141069 4141096 1 28 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

234538 Bacteria_16S 4147331 4147358 1 28 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 


lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; 


Spiroplasmataceae; 


Spiroplasma. 


234538 Bacteria_16S 


strain M55 16S ri 


4148896 4148923 1 28 
bosomal RNA, partial sequence 


gi 


4147699 41492 


219846115 


ref 
13 Spiroplasma insolitum Bacteria; 


NR_025705.1 


Spiroplasma insolitum 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

234538 Bacteria_16S 4161273 4161300 1 28 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
234538 Bacteria_16S 4273 4299 1 27 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

234538 Bacteria_16S 16173 16199 2 28 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

234538 Bacteria_16S 19266 19292 1 27 gi| 265679051 |ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

234538 Bacteria_16S 31569 31595 1 27 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

234538 Bacteria_16S 57263 57289 L 27 gi| 265679026 |ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

234538 Bacteria_16S 58763 58789 1 27 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

234538 Bacteria_16S 180267 180293 1 27 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

234538 Bacteria_16S 191062 191088 1 27 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

234538 Bacteria_16S 192572 192598 1 21 gi| 265678935 |ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

234538 Bacteria_16S 194082 194108 1 2h gi|265678934|ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; 


234538 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


234538 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


234538 Bacteria_16S 
16S ribosomal RNA, partial sequence 223682 22507 


strain DSM 20475 
Firmicutes; Clost 


234538 Bacteria_16S 


modestum strain G 
modestum Bacteria 


234538 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


234538 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


234538 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


234538 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


234538 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


234538 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


234538 Bacteria_16S 


Methylobacter. 

195593 195619 1 27 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
197103 197129 1 27 
bosomal RNA, partial sequence 


224884 224910 1 27 


ammaproteobacteria; Methylococcales; M 


formicigenes strain DV1184 16S ribosomal RNA, partial sequence 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 


Methylococcales; 


gi|265678933|ref|NR_029241.1| Methylococcus 
ence 194385 195842 Methylococcus capsulatus 
occales; Methylococcaceae; Methylococcus. 
gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
195893 197354 Methylomicrobium agile Bacteria; 
ethylococcaceae; Methylomicrobium. 
gi|265678913|ref|NR_029221.1| Peptococcus niger 


4 Peptococcus niger Bacteria; 


ridia; Clostridiales; Peptococcaceae; Peptococcus. 

232351 232377 1 27 gi|265678908|ref|NR_029216.1| Propionigenium 
ra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

245008 245038 71 100 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
ibosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
ridia; Clostridiales; Veillonellaceae; Megasphaera. 

279498 279524 2 28 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 

16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

288506 288532 2 28 gi|265678868|ref|NR_029174.1| Mycoplasma felis 

16S ribosomal RNA, partial sequence 287341 288773 Mycoplasma felis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

348225 348259 67 100 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
in Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

385553 385579 1 27 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
bosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

408725 408755 71 100 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
in HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
eria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

418050 418084 67 100 gi|265678776|ref|NR_029081.1| Tepidibacter 


416856 418235 Tepidibacter 


234538 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


234538 Bacteria_16S 


strain CFBP 2022 
Proteobacteria; 


strain DLE411J 16 
Proteobacteria; 


bajacaliforniensi 
bajacaliforniensi 


234538 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; 


micromati strain 
Bacteria; Bactero 


234538 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


234538 Bacteria_16S 
6S ribosomal RNA, partial sequence 554659 55615 


strain P 513/19 1 
Proteobacteria; G 


234538 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


234538 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


234538 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


234538 Bacteria_16S 


strain 3wWC2 16S r 
Firmicutes; Clost 


234538 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


234538 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


234538 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 


Saccharospirillum. 
234538 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


234538 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


234538 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


234538 Bacteria_16S 
6S ribosomal RNA, partial sequence 702960 70436 


strain ThSch 12 1 
Proteobacteria; G 


234538 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


234538 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


valvarum strain M 
Bacteria; Proteob 


G 
234538 Bacteria_16S 


G 
234538 Bacteria_16S 


G 
234538 Bacteria_16S 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
485422 485448 1 27 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 
491719 491745 1 27 gi 
ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; P 
557393 557419 1 27 gi 


ammaproteobacteria; Pseudomonadales; P 
558937 558963 1 27 gi 


ammaproteobacteria; Pseudomonadales; P 
571126 571152 1 27 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
590532 590558 1 27 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
598051 598077 1 27 gi 
bosomal RNA, partial sequence 


Sph 
gi 


ribosomal RNA, complete sequence 


ammaproteobacteria; Chromatiales; Chro 


733082 733108 1 

1 RNA, partial sequence 
ia; Chromatiales; 
734504 734530 1 


754896 754922 1 
DA3079 16S ribosomal RNA, 


785627 785653 1 


27 gi 


731878 733268 Thioc 
Chromatiaceae; 


Thioc 


27 gi 


4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
234538 Bacteria_16S 


27 gi 
partial sequ 


acteria; Gammaproteobacteria; Cardioba 
234538 Bacteria_16S 


27 gi 


470446 47199 
seudomonad 


265678728 
ete sequen 
es; Spiroc 
265678724 


490502 49197 


seudomonad 
265678681 


6S ribosomal RNA, partial sequence 556201 55769 


seudomonad 
265678680 


6S ribosomal RNA, partial sequence 557743 55923 


seudomonad 
265678672 


569932 57142 


ingobacter 
265678659 


589361 59079 


Clostridiu 
265678654 


596871 59824 


639529 64105 


matiaceae; 
265678560 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678543 
ence 75371 
cteriales; 


aceae; Pseudomon 
ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref |NR_029029.1 


acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


acea 
ref 


e; Pseudomon 
NR_028977.1 


iace 
ref 


ae; Pedobact 
NR_028964.1 


m. 


ref|NR_028959.1 


445757 445783 1 27 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
ain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

458109 458135 1 27 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

471658 471684 1 27 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Spirochaeta 
Spirochaeta 

chaeta. 
Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
520728 520754 1 27 gi|265678705|ref|NR_029010.1| Flavobacterium 
R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
522255 522281 1 27 gi| 265678704 |ref|NR_029009.1| Flavobacterium 
n R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
555851 555877 1 27 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


ammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

604235 604265 71 100 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 

16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
cales; Desulfurobacteriaceae; Thermovibrio. 

605593 605619 1 27 gi| 265678648 |ref|NR_028953.1| Saccharospirillum 
EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
acteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 

640738 640764 1 27 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

654320 654346 1 27 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
tes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

672507 672533 1 27 gi|265678601|ref|NR_028906.1| Pseudomonas 
s strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
s Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

704171 704197 1 27 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 


5 Lamprocystis 
Lamprocystis. 


purpurea Bacteria; 


mati 


ref|NR_028864.1 
apsa rosea Bacte 


ref |NR_028863.1 
9 734742 Thioha 
aceae; Thioh 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 


265678522 


mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 


ref|NR_028826.1 
784432 785869 


Pseudomonas 
Pseudomonas 


234538 Bacteria_ 


strain PG14 16S r 
Tenericutes; Moll 


234538 Bacteria_ 
strain AIP313.00 
Firmicutes; 
234538 Bacteria_ 


jannaschii strain 
Proteob 


Bacteria; 
234538 Bacteria_ 
strain IMT37 16S 
Proteobacteria; 

234538 Bacteria_ 


strain VPI D 75 B 
Clost 


Firmicutes; 
234538 Bacteria_ 


ruestringensis st 
ruestringensis Ba 


234538 Bacteria_ 


trevisanii strain 
trevisanii Bacter 


234538 Bacteria_ 


denitrificans str 
denitrificans Bac 


Thioalkalivibrio. 
234538 Bacteria_ 
strain Greoux 11 
Bacteria; 
234538 Bacteria_ 


strain CIP 104663 
G 


Proteobacteria; 
234538 Bacteria_ 


Sapovorans strain 
Firmicu 


Bacteria; 
234538 Bacteria_ 


insulare strain K 
Proteob 
234538 Bacteria_1 
acidiphilus strai 
acidiphilus Bacte 
234538 Bacteria_1 
dehalogenans 2CP- 
P 


Bacteria; 


2CP-1 Bacteria; 
Anaeromyxobacter. 


234538 Bacteria_1 
thermotolerans st 
thermotolerans Ba 


Pseudomonas. 


234538 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


234538 Bacteria_16S 


metallireducens s 


metallireducens B 
234538 Bacteria_16S 
hartmannellae str 


hartmannellae Bac 


234538 Bacteria_16S 
NS12 16S ribosoma 


Sphingobacteria; 


234538 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


234538 Bacteria_16S 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Sedis; Caldicellulosiruptor. 
234538 Bacteria_16S 1305326 1305356 71 100 gi|219846460|ref|NR_026051.1 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


234538 Bacteria_16S 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 


Clost 


G 


Proteob 


16S 804049 804075 2 28 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


16S 805617 805647 71 100 gi 


gi 


ridia; Clostridiales; Veillonellaceae; 
16S 813250 813276 1 27 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
16S 822252 822278 1 27 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 828524 828554 71 100 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
16S 864904 864930 1 27 gi 
rain Bl 16S ribosomal RNA, partial seq 
cteria; Bacteroidetes; Flavobacteria; 
16S 869513 869539 1 27 gi 
"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
16S 902759 902785 1 27 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


e 


16S 904269 904295 1 27 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
16S 961536 961562 1 27 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 993843 993869 1 27 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
16S 1051825 1051851 1 27 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Oceanosp 
6S 1063905 1063931 1 27 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
6S 1121086 11211121 27 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


e 


6S 1145319 1145345 1 27 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1169457 1169483 1 27 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1245130 1245156 1 27 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1248143 1248169 1 27 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1249726 1249760 66 99 gi 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
1266067 1266093 1 27 gi 


1 


Clostridium. 
100 gi 


ridiales; Clostridiaceae; 
1302215 1302245 71 


ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 

1309779 1309809 46 


Thermoanaerobacterales; 


76 gi 


265678510 
802889 80433 


265678509 
16S ribosomal RNA, partial sequence 804384 80579 
Anaeroglo 
265678504 
nce 

ales; 
265678498 
821061 82256 
seudomonad 
265678494 


Selenomon 
265678469 
uence 
Flavobacte 
265678466 
ial sequen 
obacteriac 
265678443 
quence 
eria; 


265678442 


lales; 
265678404 


seudomonad 

265678382 
ce 
phomonadac 
265678343 


irillales; 
265678335 
uence 

acillaceae 
228716127 


xococcales 


253680760 
quence 
teria; 


228719827 
ce 
taceae; 
219857537 


ri 
219857449 
eq 
hl 
219857416 
1248510 1249867 Runel 
Ru 
219846539 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


219846639 
16S ribosomal RNA, partial sequence 1300923 13024 


ref |NR_028813.1 


ref |NR_028812.1 
bus. 
ref |NR_028807.1 
81203 
Ectothio 
ref|NR_028801.1 
aceae; Pseudomo 
ref |NR_028797.1 
9 828732 Selen 
as. 
ref|NR_028772.1 

863710 86513 
riales; Flavoba 
ref |NR_028769.1 
ce 868327 86978 
eae; Leptotrich 
ref|NR_028745.1 

901557 903021 
matiales; Ectot 


82720 


Chro: 


ref |NR_028744.1 
2 904507 Legio 
ionellaceae; Le 
ref |NR_028706.1 
3 961843 Pseud 
aceae; Pseudomo 
ref|NR_028684.1 
4 994134 Syntr 
eae; 
ref|NR_028645.1 
31 1052062 Marin 
Marinospirillu 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref|NR_027547.1 
56 1121404 Anaer 
Cystobacterin 


90307 
Leg 


96032 


99261 


10506 


11198 


’ 


ref|NR_028008.1 
144133 114556 


udomonadales; Ps 


R 


Pse 


ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_025125.1 
1243915 124542 
Peptococcaceae; 
ref |NR_025037.1 
1246931 124845 
Neochlamydi 
NR_025004.1 
eae Bacteria 


11682 
Sp 


sequence 
diales; 


uence 
amydiace 


o 


ae; 
ref 
la z 
nella. 


ref |NR_026131.1 


ref |NR_026231.1 


1304017 13055 


228721488 


Thermoanaerobacterales 


5 813508 Thioal 
rhodospirace 


fo} 


5 
c 


7 
i 


h 


n 
g 


O: 
n 


° 
Syntrophomo 


oO 
m. 


fo} 
e 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Anaeroglobus geminatus 


1 Anaeroglobus geminatus Bacteria; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 

Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
n 


as. 
Selenomonas infelix 
monas infelix Bacteria; 


Muricauda 

Muricauda 

teriaceae; Muricauda. 
Leptotrichia 
Leptotrichia 

a. 

Thioalkalivibrio 

Thioalkalivibrio 

iorhodospiraceae; 


Legionella gresilensis 
ella gresilensis 
ionella. 

Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Syntrophomonas 
phomonas sapovorans 
nas. 
Marinospirillum 
spirillum insulare 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Spirochaeta 
haeta smaragdinae DSM 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Neochlamydia 

9 Neochlamydia 
Runella zeae strain 
Bacteroidetes; 


, 


Clostridium grantii Al 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


ref|NR_027611.1 


130859 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 


facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


facile subsp. ure 


Hyphomicrobium. 


kristjanssonii 17 
kristjanssonii 17 
Family III. 


234538 Bacteria_16S 1311252 1311282 46 76 gi| 228721487 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial s 
aphilum Bacteria; Proteobacteria; Alphaproteobac 

234538 Bacteria_16S 1325234 1325264 71 100 gi| 219878140 
7R1B strain 16S ribosomal RNA, partial sequence 

7R1B Bacteria; Firmicutes; Clostridia; Thermoana 

Incertae Sedis; Caldicellulosiruptor. 
1399261 1399287 1 27 gi| 228715357 


234538 Bacteria_16S 
aurantiaca strain 
Gemmati: 
234538 Bacteria_16S 


Bacteria; 


strain LMG 2210 1 


Proteobacteria; 


Bacteria; 


Fusobacteria; Fus 


234538 Bacteria_16S 
frigoris strain R 
Bactero 
234538 Bacteria_16S 
proteolytica stra 
proteolytica Bact 


Bacteria; 


Pseudomonas. 


234538 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; 


strain CMS 35 16S 
Proteobacteria; 


strain CFBP 2341 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
234538 Bacteria_16S 1696706 1696732 1 27 gi| 219878410 
strain TOl 16S ribosomal RNA, partial sequence 1695512 16970 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
234538 Bacteria_16S 1715028 1715054 1 27 gi| 219878398 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteria 
Sphingobacterium. 

234538 Bacteria_16S 1718115 1718141 1 27 gi| 219878396 


strain DSM 12145 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacter 
234538 Bacteria_16S 1719638 1719664 1 27 gi| 219878395 
strain A37 16S ribosomal RNA, partial sequence 1718445 17199 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacter 
234538 Bacteria_16S 1756216 1756242 1 27 gi| 219878369 


strain KMM 1376 1 
Proteobacteria; 


halodurans strain 
Bacteria; Proteob 


234538 Bacteria_16S 


aerophilus strain 
aerophilus Bacter 


234538 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; 


doebereinerae str 


G 
234538 Bacteria_16S 
antarcticus strai 
Firmicu 
234538 Bacteria_16S 
strain LB23 16S r 


G 
234538 Bacteria_16S 


G 
234538 Bacteria_16S 
auripigmenti stra 
auripigmenti Bact 
234538 Bacteria_16S 


G 
234538 Bacteria_16S 


G 
234538 Bacteria_16S 


T-27 16S ribosomal RNA, partial sequence 13980 
monadetes; Gemmatimonadales; Gemmatimonadaceae; 
1415743 1415769 1 27 gi| 224581448 
6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
1435857 1435891 67 100 gi| 224581431 
n 20CM 16S ribosomal RNA, partial sequence 14345 
tes; Bacillales; Paenibacillaceae; Pae 
1568668 1568694 1 27 gi| 219846057 
ibosomal RNA, partial sequence 1567482 15689 
obacteriales; Fusobacteriaceae; Leptotrichia. 
1628081 1628107 1 27 gi| 219878458 
-9014 16S ribosomal RNA, partial sequence 16269 
idetes; Flavobacteria; Flavobacteriales; Flavoba 
1641720 1641746 1 27 gi| 219878449 
in CMS 64 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Gammaproteobacteria; Pseud 


1643282 1643308 1 27 gi| 219878448 
ribosomal RNA, partial sequence 1642082 16435 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
1644843 1644869 1 27 gi| 219878447 
ribosomal RNA, partial sequence 1643643 16451 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
1693613 1693639 1 27 gi| 219878412 
in OREX-4 16S ribosomal RNA, partial sequence 

eria; Firmicutes; Clostridia; Clostridiales; Pep 
1695162 1695188 1 27 gi| 219878411 
16S ribosomal RNA, partial sequence 1693968 16954 


16S ribosomal RNA, partial sequence 1716916 17183 


6S ribosomal RNA, partial sequence 1755010 17565 
ammaproteobacteria; Oceanospirillales; Halomonad 
1766759 1766785 1 27 gi| 219878360 
34Alc 16S ribosomal RNA, partial sequence 17655 
acteria; Gammaproteobacteria; Chromatiales; Ecto 
1906555 1906581 1 27 gi| 219878259 
I/26Corl 16S ribosomal RNA, partial sequence 
ia; Bacteroidetes; Sphingobacteria; Sphingobacte 
1943121 1943155 67 100 gi| 219878233 
16S ribosomal RNA, partial sequence 1941853 19433 
lales; Paenibacillaceae; Paenibacillus. 
1967446 1967472 1 27 gi| 219878217 
bosomal RNA, partial sequence 1966261 19677 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


nibacillus. 


thio 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref |NR_027230.1 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 


hermoanaerobacterales 


Gemmatimonas 
imonas aurantiaca T-27 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


aceae; Pseudomon 
ref|NR_027213.1 
76 1436085 Paenib 


ref|NR_025647.1 
67 Leptotrichia 


ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 


ref|NR_025587.1 


as. 
Paenibacillus 
acillus antarcticus 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Flavobacterium 
acterium frigoris 
obacterium. 

Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


acea 
ref 


e; Pseudomon 
NR_025586.1 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


aceae; Pseudomon 
ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_025550.1 


as. 
Desulfosporosinus 

7 Desulfosporosinus 

ulfosporosinus. 

Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


acea 
ref 


e; Pseudomon 
NR_025549.1 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


aceae; Pseudomon 
ref |NR_025537.1 

1713828 171532 
les; Sphingobact 


ref |NR_025535.1 


as. 
Sphingobacterium 

1 Sphingobacterium 

eriaceae; 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


iace 
ref 


ae; Pedobact 
NR_025534.1 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


iace 
ref 


ae; Pedobact 
NR_025508.1 


er. 
Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


aceae; Halomonas 
ref |NR_025499.1 
52 1767023 Alkali 
rhodospirace 
ref|NR_025398.1 

1905456 190681 
riales; Flexibac 
ref|NR_025372.1 
47 Paenibacillus 


ref|NR_025356.1 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 

Paenibacillus cookii 
cookii Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Thiocapsa. 


1970395 1970437 39 80 gi| 219878215 
ain GSF71 16S ribosomal RNA, partial sequence 


ref |NR_025354.1 
1969231 197053 


Azospirillum 
3 Azospirillum 


doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Azospirillum. 


234538 Bacteria_ 


strain DSM 169 16 
G 


Proteobacteria; 
234538 Bacteria_ 


burkinensis strai 
burkinensis Bacte 


234538 Bacteria_ 


roseopersicina st 
roseopersicina Bacteria; 


234538 Bacteria_ 


thermolithotrophu: 
thermolithotrophu: 


234538 Bacteria_ 


glaciale strain ACAM 644 
glaciale Bacteria; 


234538 Bacteria_ 


microaerophila st 
microaerophila Bacteria; 


Thioalkalispira. 
234538 Bacteria_ 


strain Ps 9-14 16 


Proteobacteria; 


Pseudomonas. 


234538 Bacteria_16S 
strain Pss 26 16S 


Proteobacteria; 


omnivorum strain 


omnivorum Bacteria; 
234538 Bacteria_16S 
xinjiangense stra 
xinjiangense Bacteria; 
234538 Bacteria_16S 


strain K9951 16S 
Proteobacteria; 


strain KMM 3582 1 
Proteobacteria; 


strain 128 16S ri 
Tenericutes; Moll 


strain MXx9 16S ri 
Tenericutes; Moll 


strain MK405 16S 
Tenericutes; Moll 


extremorientalis 
extremorientalis 
Pseudomonas. 


234538 Bacteria_16S 
R29812 16S ribosomal RNA, partial sequence 22232 
Thermodesulfobac 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


234538 Bacteria_16S 
n CFBP 5705 16S ribosomal RNA, partial 
Gammaproteobacter 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


234538 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


phocicerebrale st 
phocicerebrale Ba 


strain A45 16S ri 
Proteobacteria; G 


16S 2029958 2029984 1 


16S 2050038 2050068 71 


Firmicutes; 
2062229 2062255 1 


ria; 
16S 


Proteobacteria; 


16S 2088328 2088358 71 


16S 2106442 2106468 1 


Bacte 
16S 


roidetes; 
2127736 2127762 1 


Proteobacteria; 


16S 2144256 2144282 1 
S ribos 


2145761 2145787 1 
n Ps 3- 
ria; Proteobacteria; 


2147266 2147292 1 


2180599 2180625 1 
AS 1.27 
Bacteroidetes; 

2182115 21821411 
in AS 1 
Bacteroidetes; 
2188230 2188256 1 
ribosomal RNA, 


2189755 2189781 1 
6S ribo 


2198845 2198871 2 


2200343 2200369 2 


2201854 2201880 2 


2219990 2220016 1 
Bacteria; Proteobacteria; 
2224443 2224469 1 
hermodesulfobacteria; 
¢ 2235148 2235174 1 
ria; 


Proteobacteria; 


2279615 2279641 2 


2282637 2282663 2 


2284191 2284217 1 


2287173 2287199 1 


2b 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chromatiace 


100 


n DSM 6283 16S ribosomal RNA, partial 
Clostridia; 


27 


rain DSM 229 16S ribosomal RNA, partia 
Gammaproteobac 


100 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 


Zi 


16S ribosomal RNA, partial sequence 
Flavobacteria; 


27 


rain ALEN 1 16S ribosomal RNA, partial 
Gammaproteobac 


27 


omal RNA, partial sequence 
Gammaproteobacteria; 
234538 Bacteria_16S 
umsongensis strai 
umsongensis Bacte 


Pseudomonadales; 


27 


10 16S ribosomal RNA, partial s 
Gammaproteobacter 


ay 


ribosomal RNA, partial sequence 
Gammaproteobacteria; 
234538 Bacteria_16S 


Pseudomonadales; 


27 


47 16S ribosomal RNA, partial s 
Flavobacteria; 


27 


-2749 16S ribosomal RNA, partia 
Flavobacteria; 


27 


partial sequence 
Gammaproteobacteria; Legionellales; Le 
234538 Bacteria_16S 


21 


somal RNA, partial sequence 2188558 21900 
Gammaproteobacteria; Alteromonadales; 
234538 Bacteria_16S 


28 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
234538 Bacteria_16S 


28 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
234538 Bacteria_16S 


28 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
234538 Bacteria_16S 
strain KMM 3447 16S ribosomal RNA, parti 


27 gi| 219857586 |ref|NR_025174.1 

al sequence 221879 
Gammaproteobacteria; Pseudomonadales; 
27 gi| 219857583 |ref|NR_025171.1 


27 


28 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
234538 Bacteria_16S 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
234538 Bacteria_16S 


28 


21 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
234538 Bacteria_16S 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 


27 


Clostridi 


Flavob 


gi|219878176 
2028754 20301 
ae; 
219878159 
sequence 
ales; Veil 
219878149 
1 sequence 
teria; 
219878131 
1 sequence 
sulfurobac 
219878116 


ref 
gi ref 
ref 


gi 


ref 
2 


gi 


gi ref 


ND 


acteriales; 
219857650 

sequence 
teria; 


ref 
2 


gi 


gi| 219857639 
2143068 21445 
Pp 


gi 


ref 


219857638 
equence 
ia; 


ref 
2 


gi|219857637 
2146078 21475 
Pp 


gi 


ref 


219857613 
equence 
Flavobacteriale 
gi|219857612 
1 sequence 
Flavobacteri 
gi| 219857607 
2187032 21885 
g 
gi 


ref 


is) 


S; 
ref 


is} 


ref 


ionellaceae; 
219857606|ref 
Shewanellaceae; 
gi|219857600|ref 
2197691 21991 


gi|219857599 
2199190 22006 


ref 


gi|219857598 
2200688 22021 


ref 


teriales; Ther 
219857576 
sequence 


ia; Pseudomona 


gi 


gi| 219857547 
2278443 22799 


ref 


219857545 
equence 

lasmataceae; M 
gi|219857544|ref 
2282981 22844 


gi ref 


acea 
ref 


219857541 


teri 


Chromat 


seudomonadaceae; 


144573 21460 
Pseudomonadales; 


seudomonadaceae; 


179421 21808 
FE. 


180937 218240 


ales; 


20 2224715 Thermo 


2281465 2 


79 Methylobacter 


NR_025315.1 


NR_025298.1 


2048758 205026 
lone 


llaceae; 
NR_025288.1 


2061023 206241 
Chromat 


NR_025270.1 
087053 20884 
aceae; Desu 
NR_025255.1 
105286 21066 


NR_025239.1 
126557 212798 
iales; 
NR_025228.1 


NR_025227.1 
2 


NR_025226.1 


NR_025202.1 
8 


NR_025201.1 
Flavobacte 
NR_025196.1 
NR_025195.1 

Shewanella. 
NR_025188.1 


NR_025187.1 


NR_025186.1 


modesulfobac 


4 


dales; Pseud 


NR_025135.1 
NR_025133.1 
28293 
ycoplasma. 


NR_025132.1 


e; Methyloba 


gi 


9 
1 


5 


Cryomorphaceae; 


Ectot 


lavobacteriaceae; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 
Chromatium. 


Anaeroarcus 
3 Anaeroarcus 


Anaeroarcus. 


Lamprocystis 
5 Lamprocystis 


iales; Chromatiaceae; Lamprocystis. 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


’ 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomon 


as. 
Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
Pseudomon 


as. 

Flavobacterium 

6 Flavobacterium 
Flavobacterium. 
Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Legionella busanensis 


07 Legionella busanensis Bacteria; 
Legionella. 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Pseudomonas 
7 Pseudomonas 


omonadaceae; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Methylobacter marinus 
marinus Bacteria; 
cter. 


NR_025129.1 


Thioalkalivibrio 


2285990 2287383 Thioalkalivibrio 


thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 


234538 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; 


strain CFML 97-51 
Bacteria; Proteob 


234538 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


234538 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


234538 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


234538 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


234538 Bacteria_16S 


columbinasale str 
columbinasale Bac 


234538 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


234538 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


234538 Bacteria_16S 


G 
234538 Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376333 2376359 2 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377847 2377873 2 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379355 2379381 2 28 gi 


teria; Tenericutes; Mollicutes; Mycopl 
2380861 2380887 2 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2412900 2412926 1 27 gi 
ain AML-D4 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


27 


2373653 23751 


2375159 23766 


2376676 23781 


ain 694 16S ribosomal RNA, partial seq 


2379691 23811 


2414464 2414490 1 


gi 


219857476 


219857475 


219857474 

uence 

asmataceae 
219857473 


219857452 
sequence 
eria; Meth 


219857451 


strain AML-C10 16 


S ribosomal RNA, partial sequence 


2413261 24147 


Proteobacteria; 


kellyi strain BII 
Bacteria; 


psychrophilus Bac 
Methylobacter. 


234538 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


234538 Bacteria_16S 


G 


Proteob 
234538 Bacteria_16S 
Sapomandens strai 
Sapomandens Bacte 
234538 Bacteria_16S 
psychrophilus str 


2425257 2425283 1 27 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2429674 2429704 71 100 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2440205 2440231 1 27 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


2441764 24417901 27 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2470619 2470645 1 27 gi 


nitratis strain ALJ12 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


234538 Bacteria_16S 


acteria; Gammaproteobacteria; Chromati 
2472124 24721501 27 gi 


versutus strain AL2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


234538 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


234538 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


234538 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


234538 Bacteria_16S 


strain B1/Tl1 16S 
Tenericutes; Moll 


234538 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


234538 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


234538 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


acteria; Gammaproteobacteria; Chromati 
2479463 2479489 2 28 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480972 2480998 2 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482482 2482508 2 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483993 2484019 2 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485505 2485531 2 28 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488537 2488563 2 28 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490050 2490076 2 28 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ammaproteobacteria; Methylococcales; M 
234538 Bacteria_16S 


2478295 24797 


2479798 24812 


2481316 24827 


2482825 24842 


2484337 24857 


2487368 24888 


ethylococc 
219857442 
24240 
ales; Halo 
219857438 
sequence 

ales; Pept 
219857428 
sequence 
eria; Meth 


219857426 
ce 24405 
ales; Ecto 
219857403 
ce 24694 
ales; Ecto 
219857402 
24709 
ales; Ecto 
219857397 


219857396 


219857395 


219857394 


219857393 


219857391 


ref |NR_025064.1 


ref|NR_025063.1 


ref|NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1 


ref|NR_025040.1 
2411699 241321 
ylococcales; Me 
ref |NR_025039.1 
aceae; Methylos 
ref |NR_025030.1 
42 2425535 Halot 
thiobacillaceae 
ref|NR_025026.1 

2428395 242981 
ococcaceae; 
ref|NR_025016.1 

2438995 244052 
ylococcales; 


ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref |NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref|NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024985.1 


ref|NR_024984.1 
ref|NR_024983.1 
ref|NR_024982.1 
ref 


NR_024981.1 


ref |NR_024979.1 


219857390 


ref |NR_024978.1 


Le 


h 
; 


Desu 


Met 


2321948 23219741 27 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 
1 16S ribosomal RNA, partial sequence 2320764 2322265 Pseudomonas brenneri Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

2323500 2323526 1 27 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
4 16S ribosomal RNA, partial sequence 2322316 2323816 Pseudomonas grimontii 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

2339971 2340001 71 100 gi|219857502|ref|NR_025090.1| Heliobacterium 
ain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
teria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

2374823 2374849 2 28 gi|219857477|ref|NR_025065.1| Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
a 


rcina. 
Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


2488881 2490343 Mycoplasma equirhinis Bacteria; 


234538 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


234538 Bacteria_16S 


beliardensis stra 
beliardensis Bact 


234538 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


234538 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


234538 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


234538 Bacteria_16S 
16S ribosomal RNA, partial sequence 2529733 25312 


strain DSM 12272 
Firmicutes; Clost 


234538 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


234538 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


234538 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


234538 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


234538 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


234538 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


234538 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


234538 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


234538 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


234538 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


234538 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


234538 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


234538 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


234538 Bacteria_16S 


strain SM2-1 16S 


Proteobacteria; G 


234538 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


234538 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 


2491561 2491587 2 28 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2503625 2503651 1 27 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2506682 2506708 1 27 gi 


gi 


ar 
iat 


ridia; Clostridiales; Clostridiaceae; Cl 
2548597 2548623 1 27 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2556179 2556205 1 27 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557745 25577711 27 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2562371 2562397 1 27 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2571504 2571530 1 27 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580625 2580651 1 27 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582191 2582217 1 27 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583761 2583787 1 27 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585330 2585356 1 27 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596168 2596194 1 27 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597734 2597760 1 27 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2633017 2633043 1 27 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
2696224 2696246 58 80 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2734091 2734117 1 27 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2735581 2735607 1 27 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2737071 2737097 1 27 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


oc 


na 


se 


se 


se 


se 


na 


na 


na 


se 


na 


Ct 


ne 


ri 


he 


qu 
ri 


eq 
te 


234538 Bacteria_16S 


limicola strain §S 
Bacteria; Bactero 


219857389 
2490394 24918 
219857380 


219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


219857345 


219857340 


219857339 


219857336 


219857287 


219857281 


219857280 


219857279 


219857278 


219857271 


219857270 


219857237 


2631843 26332 


219857191 


219857165 


2732909 27 


219857164 


219857163 


tial seq 
a; Legio 


ammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkali 
2521873 2521899 1 27 gi|219857363|ref|NR_024951.1 
rain SBK26 16S ribosomal RNA, partial sequence 2520665 252209 
cteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
2523353 2523379 1 27 gi|219857362|ref|NR_024950.1 
rain DBK11 16S ribosomal RNA, partial sequence 2522145 252361 
cteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
2530990 2531024 67 100 gi|219857357|ref|NR_024945.1 


ostridiu 


25473 
caceae; 


25549 
dales; P 


25565 
udomonad 


25611 
udomonad 


25702 
udomonad 


25794 
udomonad 


25809 
dales; P 


25825 
dales; P 


25841 
dales; P 


25949 
udomonad 


25965 
dales; P 
eriaceae 


e 26 
llale 


950 
S; 


343 
wanellac 
ence 
a; Alter 
uence 


ria; Alt 


2742925 2742951 1 27 gi 
T-82 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriales; 


219857159 


uenc 


ref |NR_024977.1 


ref |NR_024968.1 
e 250240 
ales; Legion 


NR_024961.1 


nell 
ref 


ref|NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024865.1 


; Flavobacterium 
ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref |NR_024793.1 


Shewanella 
NR_024792.1 
2734399 273583 
omonadales; Shew 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


eae; 
ref 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 
m. 


Desulfosporosinus 
osporosinus meridiei 
s. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 


Saccharibacter 
ribacter floricola 
Saccharibacter. 
Shewanella sairae 


’ 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
anellaceae; 

Shewanella 
8 Shewanella 
ewanellaceae; 


Shewanella. 


ref|NR_024787.1 


Flavobacterium 


2741727 2743201 Flavobacterium limicola 


Flavoba 


cteriaceae; Flav 


obacterium. 


234538 Bacteria_16S 2780413 2780439 1 27 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 


strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
234538 Bacteria_16S 2788007 2788033 2 28 gi|219857125|ref|NR_024753.1| Alicyclobacillus 


herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
234538 Bacteria_16S 2854627 2854653 1 27 gi| 219856888 |ref|NR_024707.1| Pseudomonas savastanoi 
strain ATCC 13522 16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

234538 Bacteria_16S 2866995 2867021 1 27 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 
234538 Bacteria_16S 2920723 2920749 1 27 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
234538 Bacteria_16S 2934215 29342411 27 gi|219856834|ref|NR_024653.1| Marinobacterium 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 
234538 Bacteria_16S 2935723 2935749 1 27 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
234538 Bacteria_16S 2973568 2973594 1 27 gi|219846941|ref|NR_026533.1| Pseudomonas 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 


234538 Bacteria_16S 2975130 2975156 1 27 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

234538 Bacteria_16S 2993408 2993434 1 27 gi|219846928|ref|NR_026520.1| Legionella brunensis 
strain 441-1 16S ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

234538 Bacteria_16S 3048106 3048132 1 27 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

234538 Bacteria_16S 3066260 3066286 1 27 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 


actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 
234538 Bacteria_16S 3100808 3100834 1 27 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 

Lactobacillales; Aerococcaceae; Facklamia. 
234538 Bacteria_16S 3124931 3124961 46 76 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 

Hyphomicrobium. 
234538 Bacteria_16S 3126420 3126450 46 76 gi| 219846838 |ref|NR_026430.1| Hyphomicrobium 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 125234 3126653 Hyphomicrobium 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 

Hyphomicrobium. 


w 


234538 Bacteria_16S 3147291 3147317 2 28 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

234538 Bacteria_16S 3150367 3150393 1 27 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
234538 Bacteria_16S 3173248 3173274 1 27 gi|219846806|ref|NR_026398.1| Thiorhodococcus minor 


strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 
234538 Bacteria_16S 3177843 3177869 1 27 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

234538 Bacteria_16S 3197819 3197861 39 80 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 
234538 Bacteria_16S 3230834 3230860 1 2i gi|219846767|ref|NR_026359.1| Peptoniphilus ivorii 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus ivorii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 


w 


234538 Bacteria_16S 3230908 3230938 71 100 gi|219846767|ref|NR_026359.1| Peptoniphilus ivorii 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus ivorii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

234538 Bacteria_16S 3233926 3233952 1 27 gi|219846765|ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

234538 Bacteria_16S 3274773 3274803 71 100 gi| 219846738 |ref|NR_026330.1| Eubacterium callanderi 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

234538 Bacteria_16S 3318818 3318844 1 27 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

234538 Bacteria_16S 3388927 3388953 1 27 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

234538 Bacteria_16S 3429489 3429515 1 27 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

234538 Bacteria_16S 3576589 3576615 1 2d gi|219846525|ref|NR_026117.1| Legionella feeleii 
strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

234538 Bacteria_16S 3587212 3587238 1 27 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 
strain JB13 16S ribosomal RNA, partial sequence 3585997 3587456 Methylomonas fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

234538 Bacteria_16S 3649421 3649447 1 27 gi|219846472|ref|NR_026064.1| Methylocaldum 
szegediense strain OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

234538 Bacteria_16S 3650960 3650986 1 27 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

234538 Bacteria_16S 3652501 3652527 1 ZT gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

234538 Bacteria_16S 3658622 3658648 1 27 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
234538 Bacteria_16S 3690568 3690594 2 28 gi|219846444|ref|NR_026035.1| Mycoplasma auris 
strain UIA 16S ribosomal RNA, partial sequence 3689398 3690858 Mycoplasma auris Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

234538 Bacteria_16S 3753115 3753141 2 28 gi| 219846397 |ref|NR_025988.1| Mycoplasma canadense 
strain 275c 16S ribosomal RNA, partial sequence 3751943 3753408 Mycoplasma canadense Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

234538 Bacteria_16S 3759163 3759189 2 28 gi|219846393|ref|NR_025984.1| Mycoplasma alkalescens 
strain PG51 16S ribosomal RNA, partial sequence 3757993 3759456 Mycoplasma alkalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

234538 Bacteria_16S 3772674 3772700 2 28 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 
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234538 Bacteria_16S 3951505 39515311 27 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

234538 Bacteria_16S 3959039 3959069 71 100 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

234538 Bacteria_16S 4028956 4028982 1 27 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

234538 Bacteria_16S 4048757 4048783 2 28 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

234538 Bacteria_16S 4056133 4056159 1 27 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

234538 Bacteria_16S 4078936 4078970 67 100 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

234538 Bacteria_16S 4086564 4086590 1 27 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

234538 Bacteria_16S 4206791 4206817 1 27 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

234538 Bacteria_16S 4208296 4208322 1 27 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

234538 Bacteria_16S 4208371 4208401 71 100 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

234538 Bacteria_16S 105683 105708 2 27 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
234538 Bacteria_16S 105757 105786 72 100 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
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234538 Bacteria_16S 905905 905934 72 100 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

234538 Bacteria_16S 960031 960058 1 28 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

234538 Bacteria_16S 969174 969199 3 28 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

234538 Bacteria_16S 1028821 1028846 2 27 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
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terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Kitasatospora. 
234538 Bacteria_16S 1559725 1559750 3 


gansuensis strain HKI 0314 16S ribosomal RNA, partial s 


28 gi|219846192|ref|NR_025782.1 
equence 1558576 156000 


Kitasatospora 
4 Kitasatospora 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Kitasatospora. 
234538 Bacteria_16S 1590021 1590046 3 


234538 Bacteria_16S 1591569 1591594 3 


Streptomycetaceae; Streptomyces. 
234538 Bacteria_16S 1593117 1593142 3 


28 gi| 219878485 |ref|NR_025624.1 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
28 gi|219878484|ref|NR_025623.1 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 159188 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Strepto 
28 gi| 219878483 |ref|NR_025622.1 
159193 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
28 gi| 219878482 |ref|NR_025621.1 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 


234538 Bacteria_16S 1594663 1594688 3 


Streptomycetaceae; Streptomyces. 
234538 Bacteria_16S 1596210 1596235 3 


2 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 159652 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
234538 Bacteria_16S 1597758 1597783 3 


strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
28 gi|219878479|ref|NR_025618.1 


234538 Bacteria_16S 1599306 1599331 3 


28 gi| 219878481 |ref|NR_025620.1 
Actinomycetales; Strepto 
28 gi|219878480|ref|NR_025619.1 


olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


40 Streptomyces 


77 Streptomyces 


159348 


Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 
mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 


159812 


Streptomyces 
8 1599625 Streptomyces 
Streptomycineae; 


234538 Bacteria_16S 


strain DSM 40597 


1600854 1600879 3 28 gi 
Stre 
1602402 1602427 3 28 gi 


oticus strain DSM 43156 16S ribosomal 


219878478 


16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
234538 Bacteria_16S 
purpurogeneiscler 


219878477 
RN. 


ptomycinea 


A, parti 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomycet 
ref|NR_025616.1 
al sequence 


a 


Streptomyces violens 
violens Bacteria; 
ceae; Streptomyces. 
Streptomyces 

1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


234538 Bacteria_16S 
echinoides strain 
echinoides Bacter 
234538 Bacteria_16S 


strain DSM 1672 1 


Streptomycetaceae; Streptomyces. 

1704471 1704504 47 80 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1748644 1748677 68 100 gi 


219878405 
sequence 
a; 
219878375 


6S ribosomal RNA, partial sequence 1747351 17488 


Rhizobi 


ref|NR_025544.1 
1703281 17046 
ales; Methylocy 
ref|NR_025514.1 
68 Megamonas hyp 


8 
s 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Megamonas hypermegale 
ermegale Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

234538 Bacteria_16S 1772685 1772710 3 28 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
234538 Bacteria_16S 1774183 1774208 3 28 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

234538 Bacteria_16S 1775681 1775706 3 28 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

234538 Bacteria_16S 1868685 1868718 47 80 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
Chelatococcus. 

234538 Bacteria_16S 1969042 1969071 72 100 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 


strain ET-5b 16S 
Firmicutes; Bacil 


234538 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


234538 Bacteria_16S 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


234538 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


234538 Bacteria_16S 


strain NN0O15840 1 
Bacteroidetes; Fl 


234538 Bacteria_16S 


strain DSM 43030 
Actinobacteria; A 


234538 Bacteria_16S 


strain PK-Blue 16 
Actinobacteria; A 


234538 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


234538 Bacteria_16S 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


234538 Bacteria_16S 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 


234538 Bacteria_16S 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


ribosomal RNA, partial sequence 


234538 Bacteria_16S 


1967755 19691 


80 Thermicanus a 


egyptius Bacteria; 


lales; Bacillales Family X. Incertae Sedis; Thermicanus. 

2056102 2056127 3 28 gi|219878154|ref|NR_025293.1| Streptomyces 
train CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2057612 2057637 3 28 gi|219878153|ref|NR_025292.1| Streptomyces 
n DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2059151 2059176 3 28 gi|219878152|ref|NR_025291.1| Streptomyces 
strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

2065172 2065197 2 Zi gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
6S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2111015 2111040 3 28 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
ctinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

2168480 2168505 3 28 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
ctinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

2170106 2170139 68 100 gi|219857622|ref|NR_025211.1| Carnobacterium 
ain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

2247244 2247269 3 28 gi|219857568|ref|NR_025156.1| Streptomyces 
ain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2248821 2248846 3 28 gi|219857567|ref|NR_025155.1| Streptomyces 
ain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2258009 2258034 3 28 gi|219857561|ref|NR_025149.1| Streptomyces 
n YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 
2261132 2261157 3 28 gi|219857559|ref|NR_025147.1| Streptomyces 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


Streptomycineae; 


234538 Bacteria_ 


yonseiensis strain KBl 16S ribosomal RNA, partial seque 
Firmicutes; 
234538 Bacteria_16S 

galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; 
234538 Bacteria_16S 
yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 
234538 Bacteria_16S 


Bacteria; 


albus strain JL 8 


Bacteria; Actinob 
Streptacidiphilus. 
234538 Bacteria_16S 
carbonis strain J 
Bacteria; Actinob 


Streptacidiphilus 


234538 Bacteria_16S 


strain KMM 3677 1 
Bacteroidetes; Fl 


234538 Bacteria_16S 


strain KMM 3676 1 
Bacteroidetes; Fl 


234538 Bacteria_16S 


strain KMM 3526 1 
Bacteroidetes; Fl 


234538 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


234538 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


234538 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


234538 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


234538 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 


Streptomycetaceae; 
234538 Bacteria_16S 


strain JCM 9920 1 
Actinobacteria; A 


234538 Bacteria_16S 


strain JCM 4662 1 
Actinobacteria; A 


234538 Bacteria_16S 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


234538 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


234538 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


234538 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


234538 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
234538 Bacteria_16S 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


16S 2388502 2388527 2 27 


gi 


Clostridia; Thermoanaerobacterale 
2393092 2393117 2 27 gi 


Ss; 


2518782 2518807 3 28 gi 
in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

2553045 2553070 3 28 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


, 


, 


al 


2554606 2554631 3 28 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycetal 


2684481 2684506 2 27 


gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 


2685923 2685948 2 27 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


2687392 2687417 2 27 
Flavobact 
gi 


avobacteria; Flavobacteriales; 


2711322 2711347 2 27 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


2723456 2723485 72 100 
tes; Bacillales; Alicyclobacillaceae; Al 
2729635 2729664 72 100 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2738533 2738558 2 27 gi 
n KMM 3674 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
2772786 2772811 3 28 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2774321 2774346 3 


qu 
ac 


se 
VO. 


eq 
Ac 


v 


28 gi 


ctinobacteridae; Actinomycetales; 
2775859 2775884 3 28 


Stre 
gi 


pt 


ctinobacteridae; Actinomycetales; Stre 
2777398 2777423 3 28 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2786501 2786530 72 100 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2793833 2793882 1 48 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2831578 2831603 3 28 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

2833116 2833141 3 28 gi 
16S ribosomal RNA, partial sequence 
Stre 
2843747 2843772 3 28 gi 
SK-3255 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 


pt 


se 
A 


’ 


ia 
cl 


s 
ia 
eq 
A 


, 


pt 


, 


219857468 
23873 
Thermoa 
219857465 
se 
F 


ne 


219857342 
25518 
Stre 


219857341 
en 


219857200 
6S ribosomal RNA, partial sequence 2683309 26847 
eriaceae 
219857199 


ct 


6S ribosomal RNA, partial sequence 2684767 26 


6S ribosomal RNA, partial sequence 2686201 26 


6S ribosomal RNA, partial sequence 2710175 27 


219857162 


219857136 


219857135 
6S ribosomal RNA, partial sequence 2773134 27 


219857133 
6S ribosomal RNA, partial sequence 2774670 27 


219857132 


219857126 


219857121 


219856903 


219856902 


219856895 


e 


quence 


uence 


es; 


ce 25534 
es; 


861 
eriac 


876 
eriac 


115 
eriac 


27 
icycl 


221 


ence 
illaceae 


quence 
bacteria 


uence 
tinomyce 


746 
omycinea 
761 
omycinea 
quenc 
ctino: 


e 
myc 


uen 
lla 


1 seq 
obaci 


equence 
les; Clo 


uence 
ctinomyc 
28319 


omycinea 


ence 
inomycet 


234538 Bacteria_16S 


2972053 2972078 1 26 gi 


219846942 


lavobact 
219857365 
eq 
Actinomy 


Stre 


eae 
219857198 


eae 
219857181 


eae 
219857173 


oba 
219857168 


ref |NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_025053.1 

2391886 239336 
eriales; Flavoba 
ref |NR_024953.1 

2517611 251909 
cetales; Strepto 


ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


ref|NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref|NR_024828.1 


7 ZO 
ref 


bellia. 
NR_024827.1 
7 ZO 
ref 


bellia. 
NR_024826.1 
7 ZO 
ref 


bellia. 
NR_024809.1 


; Cellulophaga. 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref |NR_024796.1 
2728379 272981 
; Alicyclobacill 
ref|NR_024790.1 
2737379 273875 
les; Flavobacter 
ref|NR_024764.1 
2771601 277308 
tales; Streptomy 


ref|NR_024763.1 
19 Streptomyces 
e; Streptomyceta 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomyceta 
ref|NR_024760.1 

2776208 277769 
etales; Strepto 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref|NR_024724.1 

2830390 283187 
etales; Strepto 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


v 


resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 

Streptomyces 
9 Streptomyces 
mycineae; 


’ 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 


eptomycetaceae; 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Cellulophaga pacifica 


47 Cellulophaga pacifica Bacteria; 


Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 

6 Alicyclobacillus 
us. 

Arenibacter 

9 Arenibacter 
iaceae; Arenibacter. 
Streptomyces 

3 Streptomyces 
cineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 
ceae; 


Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Alicyclobacillus 
5 Alicyclobacillus 


cillus. 


Clostridium 
8 Clostridium 
stridium. 

Streptomyces 
7 Streptomyces 


mycineae; 


Streptomyces albulus 


omyces albulus Bacteria; 
ceae; 


Streptomyces. 
Kitasatospora 


5 Kitasatospora 
ineae; 


ref |NR_026534.1 


Pseudomonas 


2970861 2972325 Pseudomonas 


resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
234538 Bacteria_16S 
macrosporus strai 
macrosporus Bacte 
Streptomycetaceae; 
234538 Bacteria_16S 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae; 
234538 Bacteria_16S 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae; 
234538 Bacteria_16S 
sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacter. 
234538 Bacteria_16S 
sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacter. 
234538 Bacteria_16S 
strain ATCC 25470 


234538 Bacteria_16S 
strain M408/89/1 


Corynebacterium. 
234538 Bacteria_16S 
griseocarneus str 
griseocarneus Bac 
Streptomycetaceae; 
234538 Bacteria_16S 
strain DSM 8239 1 
Firmicutes; Clost 
234538 Bacteria_16S 
fimetarium strain 
fimetarium Bacteria; 
234538 Bacteria_16S 
proteoclasticus s 
proteoclasticus B 
234538 Bacteria_16S 
strain DSM 5156 1 


ridia; 


acteria; 


2978157 2978182 3 
n A1201 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2979689 2979714 3 
rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
2981223 2981248 3 
rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
3084379 3084404 2 
ain L-64 16S ribosomal RNA, partial se 
teria; 


Firmicutes; 


3084453 3084482 72 
ain L-64 16S ribosomal RNA, partial se 
teria; 


Firmicutes; 


3105280 3105305 3 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
3202242 3202267 3 
16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


3237004 3237029 3 
ain DSM 40004 16S ribosomal RNA, 


Clostridia; 


28 gi|219846938|ref|NR_026530.1| Streptomyces 
uence 2976976 2978459 Streptomyces 
Actinomycetales; Streptomycineae; 
28 gi| 219846937 |ref|NR_026529.1| Streptomyces 
sequence 2978510 2979990 Streptomyces 
ae; Actinomycetales; Streptomycineae; 
28 gi|219846936|ref|NR_026528.1| Streptomyces 
quence 2980041 2981526 Streptomyces 
ae; Actinomycetales; Streptomycineae; 
27 gi| 219846866 |ref|NR_026458.1| Thermoanaerobacter 
quence 3083185 3084666 Thermoanaerobacter 
Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
100 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
quence 3083185 3084666 Thermoanaerobacter 
Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
28 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
3104098 3105578 Streptomyces lydicus Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
28 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 


teria; Actinobacteria; Actinobacterida 
Streptomyces. 
3276279 3276312 68 
6S ribosomal RNA, partial sequence 3275046 32765 

Clostridiales; 
3277798 3277831 68 
DSM 8238 16S ribosomal RNA, partial s 
Firmicutes; 
3366207 3366307 1 
train DSM 12679 16S ribosomal RNA, par 
Firmicutes; 
3375260 3375293 68 
6S ribosomal RNA, partial sequence 3374001 33754 


Eubacteriaceae; 
100 gi 


97 gi 


Clostridia; 


100 gi 


Clostridia 


Clost 


Ac 
219846736 
equence 
les; 
219846673 
pee 
ridiales; 
219846667 


etobacte 


Eubac 


al seque 


50 Corynebacterium phocae Bacteria; 


nebacterineae; Corynebacteriaceae; 
28 gi| 219846763 |ref|NR_026355.1| Streptomyces 
complete sequence 3235806 3237320 Streptomyces 
e; Actinomycetales; Streptomycineae; 
100 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026265.1 
nce 336503 
Clostridiaceae; Caloramator. 
ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 


Acetobacterium 

3 Acetobacterium 
bacterium. 
Caloramator 

4 3366453 Caloramator 


Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
234538 Bacteria_16S 3376814 3376843 71 99 gi|219846666|ref|NR_026258.1| Halanaerobium 
saccharolyticum subsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


Halanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 


Halanaerobiales; 
234538 Bacteria_16S 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae; 
234538 Bacteria_16S 
strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 
234538 Bacteria_16S 
strain DSM 40089 


234538 Bacteria_16S 
bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae; 
234538 Bacteria_16S 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae; 
234538 Bacteria_16S 
strain DSM 8722 1 
Firmicutes; Bacillales; 
234538 Bacteria_16S 


3485181 3485206 3 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
3486748 3486773 3 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3491377 3491402 3 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3538417 3538450 68 
6S ribosomal RNA, partial sequence 3537139 35386 


Bacillaceae; 


3638733 3638758 3 


28 gi 


28 gi 
complete sequence 


28 gi 


28 gi 


28 gi 


100 gi 
Bacillus. 


28 gi 


complete 


Stre 


219846611 
sequence 
Ac 


219846610 

34490 
ales; 
219846586 


pt 

219846585 
sequence 

Actinomyc 


219846582 
sequence 
Actinomyce 


219846551 


219846480 


thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 


tinomyce 


Stre 


omycinea 


senegalense Bacteria; Firmicutes; Clostridia; 
Halanaerobium. 
3448635 3448660 3 
DSM 40445 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3450202 3450227 3 
16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 


ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


Streptomyces 
2 Streptomyces 
cineae; 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


ref|NR_026178.1 

99 Streptomyces galbus Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_026177.1| Streptomyces 
3485550 3487066 Streptomyces 

etales; Streptomycineae; 


Streptomyces galbus 


ref |NR_026174.1 
3490176 349169 
tales; Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 


ref|NR_026143.1| Bacillus gibsonii 
44 Bacillus gibsonii Bacteria; 


ref|NR_026072.1| Streptomyces 
3637554 3639053 Streptomyces 


thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
234538 Bacteria_1 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
234538 Bacteria_1 
paracochleata str 
paracochleata Bac 
Streptomycetaceae 
234538 Bacteria_1 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 
234538 Bacteria_1 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
234538 Bacteria_1 
congolense strain 
congolense Bacter 
234538 Bacteria_16S 


lacurosei strain 
Bacteria; 


brockii subsp. 


brockii subsp. 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
234538 Bacteria_16S 


strain ATCC 25495 


Firmicutes; 
234538 Bacteria_16S 
finnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
234538 Bacteria_16S 
fi 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacte 
234538 Bacteria_16S 


Streptomyces. 
6S 3640285 3640310 3 28 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 

Streptomyces. 
6S 3641848 3641873 3 28 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 

Kitasatospora. 
6S 3643380 3643405 3 28 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 

Kitasatospora. 
6S 3644912 3644937 3 28 
S ribosomal RNA, partial sequence 


v 


, 


, 


gi 


Stre 
6S 3677034 3677063 71 99 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3842440 3842469 71 99 gi 
H200 16S ribosomal RNA, complete seque 
Clostridia; Halanaerobiales; Hala 
3883548 3883573 2 27 gi 


Thermoanaerobacteraceae; Thermo 
3883622 3883651 72 100 gi 
nnii strain AKo-1 16S ribosomal RNA, p 
finnii 
rales; Thermoanaerobacteraceae; Thermo 
3919995 3920020 3 28 gi 
16S ribosomal RNA, complete sequence 
Stre 
28 gi 
complete sequence 


3921576 3921601 3 
16S ribosomal RNA, 


finnii Bacteria; 


Bacteria; 


219846479 
rt 
acteridae; 

219846478 
quence 
e; 


219846477 
sequence 


219846476 


3643713 36451 
ptomycinea 


219846453 
sequence 

iales; 
219846334 
nce 38411 
na 
219846307 
ar 


an 
219846307 
ar 


an 
219846281 
39187 
pt 
219846280 
39203 


ial sequ 


Actinomycet 


Actinomyc 


Hal 


erobiace 


tial seq 
Firmicutes; 
aerobact 


tial seq 


Firmicutes; 
aerobact 


omycinea 


Str 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetale 


ref|NR_026070.1 
3640656 364213 
ales; Strept 


ref|NR_026069.1 
3642181 364366 
etales; Strepto 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiw 
ref |NR_025897.1 
uence 388233 


er. 
ref 
uenc 


NR_025897.1 
e 388233 


er. 
ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 


s: 


Clostridia; 


Clostridia; 


eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 
Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 


mycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Halanaerobium 
4 Halanaerobium 
alanaerobium. 

Halanaerobium 
erobium lacurosei 
m. 

Thermoanaerobacter 
8 3883860 


Thermoanaerobacter 
8 3883860 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

234538 Bacteria_16S 3923157 3923182 3 28 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

234538 Bacteria_16S 4048831 4048860 72 100 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

234538 Bacteria_16S 4094084 4094109 2 27 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

234538 Bacteria_16S 4127262 4127287 3 28 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
234538 Bacteria_16S 4205276 4205301 3 28 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

234538 Bacteria_16S 4209886 4209915 71 99 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

234538 Bacteria_16S 125550 125618 2 67 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

234538 Bacteria_16S 206538 206558 80 100 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
234538 Bacteria_16S 310002 310022 80 100 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

234538 Bacteria_16S 312953 312973 1 21 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

234538 Bacteria_16S 542066 542086 1 21 gi| 265678691 |ref|NR_028996.1| Staphylococcus 


nepalensis strain CWl 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


tes; Bacillales; Staphylococcus. 


540862 542331 Staphylococcus nepalensis 


234538 Bacteria_16S 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial seque 
pinnipedialis Bacteria; 
234538 Bacteria_16S 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 
Firmicutes; 
234538 Bacteria_16S 
succinus subsp. 


Bacteria; 


234538 Bacteria_16S 1080244 1080264 60 80 gi| 265678323 
strain 21F-2 16S ribosomal RNA, partial sequence 1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
234538 Bacteria_16S 1110437 1110461 3 27 gi| 265678302 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacte 
Coriobacteriaceae; Collinsella. 

234538 Bacteria_16S 1204339 1204363 3 27 gi| 228715356 


intestinalis DSM 13280 16S ribosomal RNA, partial sequence 12031 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales 
Collinsella. 

234538 Bacteria_16S 1205845 1205869 3 27 gi| 228715355 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 12061 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Cori 
Collinsella. 

234538 Bacteria_16S 1285537 1285557 1 21 gi|219846054 


psychrophilus strain YKJ-115 16S ribosomal RNA, partial 
psychrophilus Bacteria; 
234538 Bacteria_16S 
halotolerans strain YKJ-101 16S ribosomal RNA, 
halotolerans Bacteria; 
Bacteria_16S 
equorum strain PA 231 16S ribosomal RNA, partial 
equorum Bacteria; 
Bacteria_16S 
subtilis strain DSM 10 16S ribosomal RNA, partial sequence 
subtilis Bacteria; 
Bacteria_16S 
schleiferi subsp. 
Staphylococcus schleiferi subsp. coagulans Bacte 
234538 Bacteria_16S 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial seq 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; 
234538 Bacteria_16S 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


234538 
subsp. 
subsp. 
234538 
subsp. 
subsp. 
234538 


Acetobacter. 


234538 Bacteria_16S 
strain GD521 16S 
Bacillales; 
234538 Bacteria_16S 


Firmicutes; 


234538 Bacteria_16S 
strain VC 5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 
234538 Bacteria_16S 
strain LMG 1945, 
Proteobacteria; 
234538 Bacteria_16S 
strain MCS 25 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
234538 Bacteria_16S 
strain ATCC 15257 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
1434259 1434279 1 21 gi| 224581433 
ribosomal RNA, partial sequence 1433051 14345 

Staphylococcus. 
1629622 1629654 48 80 gi|219878457 
strain T4 16S ribosomal RNA, partial sequence 1628419 16298 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 
1845919 1845951 48 80 gi| 219878305 
1844748 18461 


Bacteria; 


Bacteria; 


subsp. 


661867 661887 1 21 gi 

Firmicutes; Bacillales; 
817812 817836 3 27 gi 
Clostridia; Halanaerobiales; 


1019615 1019635 1 21 gi 


succinus strain AMG-D1 16S ribosomal RNA, 
Staphylococcus succinus subsp. 


succinus Bacteria 


Firmicutes; Bacillales; 
1287094 1287114 1 21 gi 
partial 
Firmicutes; Bacillales; 
1294689 1294709 1 21 gi 
Firmicutes; Bacillales; 
1315871 1315891 1 21 gi 
Firmicutes; Bacillales; 
1318984 1319004 1 21 gi 
coagulans strain GA 211 16S ribosomal 


1320526 1320546 1 21 gi 


1406774 1406794 60 80 gi 


1899541 1899561 80 100 gi 


2018038 2018070 48 80 
ribosomal RNA, partial sequence 


gi 
201 


2022469 2022501 48 80 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
234538 Bacteria_16S 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 
Firmicutes; 
234538 Bacteria_16S 

spizizenii 
subtilis subsp. 
234538 Bacteria_16S 


2314309 2314329 1 21 gi 
Bacillales; Salinicoccus. 

2551596 2551616 1 21 gi 
strain NRRL B-23049 16S ribosomal RNA, 


spizizenii Bacteria; Firmicutes; Bacillales; 


2576311 2576331 80 100 gi 


Jeotgalicoccus. 


Jeotgalicoccus. 
sequence 
Jeotgalicoccus. 


Staphylococcus. 


Bacillaceae; 


219878264 
R8846 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Alcaligenace 
219878184 


219857520 
2313125 2314583 Salinicoccus alkaliphilus 


219857343 


219857284 


265678608 


265678501 
81658 


Halobacteroida 


265678365 


sequence 


219846053 


228715348 
sequence 


228716557 


Ba 
228715349 
RNA, part 
ria; 
228715347 


Stap. 
219857143 


18982 


6867 20182 


yphomonadaceae; 
219878181 


20212 


partial 
Baci 


complet 
; Firmicutes; 


Firmicutes; 


aulobacteraceae 


sequence 
llaceae; 


ref|NR_028913.1| Jeotgalicoccus 
nce 660668 662086 Jeotgalicoccus 
ref|NR_028804.1| Selenihalanaerobacter 


1 817998 Selenihalanaerobacter shriftii 
ceae; Selenihalanaerobacter. 
ref|NR_028667.1| Staphylococcus 
e sequence 1018386 1019933 
Bacillales; Staphylococcus. 
ref|NR_028625.1| Acetobacter orientalis 
18 Acetobacter orientalis Bacteria; 
raceae; Acetobacter. 
ref|NR_028604.1| Collinsella 

1109258 1110720 Collinsella 
riales; Coriobacterineae; 


ref|NR_027528.1| Collinsella 
62 1204620 Collinsella intestinalis DSM 
; Coriobacterineae; Coriobacteriaceae; 


ref|NR_027527.1| Collinsella stercoris 
28 Collinsella stercoris DSM 13279 
obacterineae; Coriobacteriaceae; 


ref|NR_025644.1| Jeotgalicoccus 
1284334 1285840 Jeotgalicoccus 


ref|NR_025643.1| Jeotgalicoccus 
1285891 1287396 Jeotgalicoccus 


ref|NR_027520.1|] Staphylococcus equorum 
1293463 1294956 Staphylococcus equorum 


ref|NR_027552.1| Bacillus subtilis 
1314657 1316173 Bacillus subtilis 


cillus. 
ref|NR_027521.1| Staphylococcus 
ial sequence 1317758 1319249 


Bacillales; Staphylococcus. 


ref|NR_027519.1| Staphylococcus capitis 
uence 1319300 1320791 Staphylococcus 
hylococcus. 

ref|NR_024771.1] Acetobacter 


1405568 1406981 Acetobacter 


ospirillales; Acetobacteraceae; 


ref|NR_027215.1| Staphylococcus felis 
25 Staphylococcus felis Bacteria; 
ref|NR_025596.1| Methylocella tundrae 


34 Methylocella tundrae Bacteria; 
e; Methylocella. 
ref|NR_025444.1| Maricaulis virginensis 
67 Maricaulis virginensis Bacteria; 


ref|NR_025403.1| Brackiella oedipodis 
81 1899753 Brackiella oedipodis Bacteria; 
ae; Brackiella. 

ref|NR_025323.1| Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
Maricaulis. 
ref|NR_025320.1| Caulobacter fusiformis 


81 2022719 Caulobacter fusiformis 
; Caulobacter. 
Salinicoccus 


ref |NR_025108.1 


ref|NR_024931.1| Bacillus subtilis 
2550394 2551802 Bacillus 


Bacillus. 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 


asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


ref|NR_024915.1] Taylorella 
2575008 2576512 Taylorella 
Taylorella. 


234538 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


234538 Bacteria_16S 


strain Yo-3 16S r 


2619455 2619475 80 100 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
bosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

2762284 2762304 60 80 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
ibosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 
2871696 2871716 1 21 gi|219856877|ref|NR_024696.1| Bacillus vallismortis 


234538 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


234538 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


234538 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 


pasteuri Bacteria 


234538 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


234538 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


234538 Bacteria_16S 
delphini strain ATCC 4917 


delphini Bacteria 


234538 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


234538 Bacteria_16S 
arlettae strain ATCC 43957 16S ribosomal RNA, partial s 


arlettae Bacteria 


234538 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


234538 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


234538 Bacteria_16S 


strain K 16S ribo 


intermedius strai 
Bacteria; Proteob 


234538 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


234538 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


234538 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


234538 Bacteria_16S 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


234538 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


234538 Bacteria_16S 


stercorarium subs 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2876438 2876458 1 21 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2882703 2882723 1 21 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2909967 2909987 1 21 


gi 


gi 


gi 


; Firmicutes; Bacillales; 
2911511 29115311 

n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2913053 2913073 1 21 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2914597 2914617 1 21 gi 
1 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2916140 2916160 1 21 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 


2917682 2917702 1 21 


Staphylococc 
21 gi 


’ 


gi 


; Firmicutes; Bacillales; Staphylococc 


3004212 3004244 48 80 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3008719 3008751 69 100 gi 
ccc Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3072215 3072247 48 80 gi 


3118894 3118926 48 80 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3303684 3303704 1 21 gi 
6S ribosomal RNA, 
lales; Salinicoccus. 

3364766 3364786 80 100 gi 
SM 4136 16S ribosomal RNA, partial seq 
; Verrucomicrobia; Verrucomicrobiae; V 
3411760 3411780 80 100 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3497371 3497395 3 27 gi 
DSM 20642 16S ribosomal RNA, partial s 


teria; Actinobacteria; Coriobacteridae 
; Coriobacterium. 
3570538 3570558 60 80 gi 


DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

3582604 3582624 80 100 gi 


p- thermolacticum strain TX41 16S ribo 


qu 
us 


1 
oc 


eq 
us 


eq 
us 


nc 
ri 


ar 


lo 


ca 8 


en 
ri 


ue 
er 


ne 


eq 


’ 


eq 
ri 


so 


enc 


cus 


uen 


uen 


e 
lla 


spi 


nck 


ce 
lla 


nce 
ruc 


lla 


uen 
Cor 


uen 
lla 


mal 


2870477 28720 


219856874 
2875223 28767 


219856870 
2881499 28830 


219856850 


e 


219856849 
sequence 


219856848 


29118 


219856847 


ce 


219856846 


29149 


219856845 


ce 


219846921 


30029 
les; 


219846918 
tial seq 


rulin 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
234538 Bacteria_16S 


iacea 


219846843 


31176 
les; 


219846719 
complete sequence 3302462 33040 


219846674 


omicr 


219846637 


34104 
ceae; 


219846578 


ce 
iobac 


219846529 


ce 
les; 


219846521 


RNA, 


06 Bacillus vallismortis Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref|NR_024669.1 


oe Staphylococcus 
2908741 291023 


4 Staphylococcus 


ref|NR_024668.1 
2910285 291177 


Staphylococcus 
6 Staphylococcus 


ref |NR_024667.1 
27 2913320 Staphy 


Staphylococcus kloosii 
lococcus kloosii 


ref|NR_024666.1 
2913371 291486 


Staphylococcus 
3 Staphylococcus 


ref |NR_024665.1 
14 2916405 Staphy 


Staphylococcus caprae 
lococcus caprae 


ref|NR_024664.1 
2916456 291794 


Staphylococcus 
9 Staphylococcus 


ref|NR_026513.1|] Gluconacetobacter 

97 3004478 Gluconacetobacter europaeus 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_026510.1| Halospirulina 

uence 3007504 3008891 Halospirulina 
a. 
ref 
loce 


NR_026466.1 
lla palustri 
e; Methylocella 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref|NR_026311.1 
04 Salinicoccus 


Methylocella palustris 
s Bacteria; 

Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Salinicoccus roseus 
roseus Bacteria; 


, 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


ref|NR_026266.1 
3363492 336498 
obiales; Verruco 


ref|NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref|NR_026170.1 

3496207 349764 
teriales; Coriob 


Dialister pneumosintes 
ter pneumosintes 


Coriobacterium 
1 Coriobacterium 
acterineae; 


ref|NR_026121.1 
3569313 357079 
Acetobacteraceae 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


v 


Clostridium 
e 3581316 3582832 


ref 
par 


NR_026113.1 
tial sequenc 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; C 


234538 Bacteria_16S 


halophilum strain 
halophilum Bacter 


234538 Bacteria_16S 


lostridium. 

3654112 3654140 72 99 gi 
SEBR 3139 16S ribosomal RNA, partial 

ia; Firmicutes; Clostridia; Clostridia 


se 
le 


3831980 3832000 80 100 gi 


que 
Ss; 


219846469 


nce 
Pepto 


219846341 


ref|NR_026061.1 
3652827 365435 
coccaceae; Desul 
ref|NR_025931.1 


Desulfotomaculum 

2 Desulfotomaculum 

fotomaculum. 
Ruminococcus 


flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 


Bacteria; Firmicu 


tes; Clostridia; Clostridiales; 


Ruminococcaceae; 


Ruminococcus. 


234538 Bacteria_16S 


strain AW 25 16S 
Firmicutes; 


Bacillales; 


3845434 3845454 1 
ribosomal RNA, partial sequence 
Staphylococcus. 


21 gi 


234538 Bacteria_16S 
strain BN 126 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
234538 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 
234538 Bacteria_16S 
hispanicum strain 
Proteob 
235414 Bacteria_16S 
japonensis strain 


Bacteria; 


Bacteria; 


Bacteria; 


Bacteroidetes; 
235414 Bacteria_16S 
wiegelii strain R 
Firmicutes; 
235414 Bacteria_16S 

siderophilus stra 
siderophilus Bacteria; 


3941266 3941286 60 80 
ribosomal RNA, partial sequence 


gi 


4001757 4001777 60 80 gi 


4240209 4240241 48 80 gi 


1061764 1061729 36 71 gi 


Sphingobacteria; 


105040 105010 76 106 gi 


Clostridia; 


905136 905106 76 106 gi 


Firmicutes; Clostridia; 


Thermoanaerobacter. 


235414 Bacteria_16S 
hydrothermalis st 
hydrothermalis Bacteria; 
235414 Bacteria_16S 
sulfurophilus str 
sulfurophilus Bacteria; 


1060197 1060167 77 107 gi 


Deinococcus-Thermus; 


3083736 3083706 76 106 gi 


Firmicutes; Clostridia; 


Thermoanaerobacter. 


235414 Bacteria_16S 
strain JW/AS-Y6 16S ribosomal RNA, 
Clostridia; 
235414 Bacteria_16S 


Firmicutes; 


257815 257767 57 106 gi 


Thermoanaerobacterales; 


332261 332213 57 106 gi 


thermoautotrophica strain JW 701/3 16S ribosomal RNA, c 


thermoautotrophica Bacteria; 


Firmicutes; Clostridia; 


Moorella group; Moorella. 


235414 Bacteria_16S 
strain 3-p 16S ribosomal RNA, partial sequence 


743067 743038 77 106 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 
strain B2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
235414 Bacteria_16S 


752869 752805 42 107 gi 


1313649 1313620 77 106 gi 


GP34 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


758 16S ribosomal RNA, partial sequence 
Sphingobacteriales; 


t8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; 

Thermoanaerobacteraceae; 
1506146 1506117 77 
lactiethylicus strain SEBR 5268 16S ribosomal RNA, 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 


Thermoanaerobacterales; 
235414 Bacteria_16S 


brockii subsp. 


Thermoanaerobacteraceae; 


16S ribosomal RNA, 


106 gi 


lactiethylicus 


235414 Bacteria_16S 


1969720 1969691 77 106 gi 


doebereinerae strain GSF71 16S ribosomal RNA, partial s 


doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; 
Azospirillum. 
235414 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
235414 Bacteria_16S 
norvegica strain 


Bacteria; 


3653401 3653372 77 106 gi 

SEBR 3139 16S ribosomal RNA, partial 

Firmicutes; Clostridia; 
3776603 3776574 77 


106 gi 


Thermodesulforhabdus. 


235414 Bacteria_16S 
brockii subsp. 


3882903 3882874 77 106 gi 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
235414 Bacteria_16S 


Thermo 
gi 


Thermoanaerobacteraceae; 
3977602 3977573 77 106 


centenum strain IAM 14193 16S ribosomal RNA, partial se 


centenum Bacteria; 
Rhodospirillum. 
235414 Bacteria_16S 


subsp. 


Proteobacteria; Alphaproteobacteria; 


431190 431162 78 106 gi 


Clostridiales; 


A8444 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


finnii Bacteria; 


219846332 


3844228 38456 


219846265 


3940082 39414 
Afifella. 


219846224 


SW-151 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


219846042 
42390 


265678336 
10611 


265678993 
10448 


265678441 


in SR4 16S ribosomal RNA, partial sequence 90455 
Thermoanaerobacterales; 


265678337 


rain Tl 16S ribosomal RNA, partial sequence 
Deinococci; 


Thermal 
219846866 


ain L-64 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


265678890 


complete sequence 257219 25873 
Thermoanaerobacte 


265678839 
omplete se 


Thermoanaero 


265678551 


742578 74395 


Rhodospiri 
265678544 


752344 75366 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


228718892 
partial se 


219846365 


Bacteria; 


Thermoanaerobact 


219878215 
equence 


219846469 
sequence 
Pepto 
219846379 
37759 


Syntrophobacterale 


219846307 


anaerobact 
219846240 
quence 
Rhodospir 


265678767 


rosea strain MDA5605 16S ribosomal RNA, partial sequence 


Sphingomonadales; 


Thermoanaerobacteraceae; 


ref|NR_025922.1| Staphylococcus warneri 
97 Staphylococcus warneri Bacteria; 


ref|NR_025855.1| Rhodobium marinum 
71 Afifella marina Bacteria; 


ref|NR_025814.1| Sphingopyxis 
4000552 4001995 Sphingopyxis 
Sphingomonadaceae; 


ref|NR_025632.1| Methylobacterium 

11 4240418 Methylobacterium hispanicum 
Methylobacterium. 

ref |NR_028638.1| Chitinophaga 


67 1062648 Chitinophaga japonensis 


Chitinophagaceae; Chitinophaga. 


ref|NR_029301.1| Thermoanaerobacter 
6 105949 Thermoanaerobacter wiegelii 
Thermoanaerobacter. 
ref|NR_028743.1| Thermoanaerobacter 
8 906118 Thermoanaerobacter 
Thermoanaerobacteraceae; 


ref |NR_028639.1| Marinithermus 
1059624 1061116 Marinithermus 

es; Thermaceae; Marinithermus. 

ref|NR_026458.1| Thermoanaerobacter 


3083185 3084666 Thermoanaerobacter 
Thermoanaerobacteraceae; 


ref|NR_029198.1| Moorella glycerini 
1 Moorella glycerini Bacteria; 
raceae; Moorella group; Moorella. 
ref|NR_029144.1] Moorella 

quence 331642 333194 Moorella 
bacterales; Thermoanaerobacteraceae; 


ref|NR_028855.1| Rhodocista pekingensis 
0 Rhodocista pekingensis Bacteria; 
llaceae; Rhodocista. 

ref|NR_028848.1| Acinetobacter baylyi 

8 Acinetobacter baylyi Bacteria; 

ae; Acinetobacter. 

ref|NR_027577.1| Thermoanaerobacter 
1313094 1314606 


Firmicutes; 
Thermoanaerobact 


quence 


er. 
ref 


Firmicutes; 
er. 


Clostridia; 


NR_025956.1 


Clostridia; 


Thermoanerobacter 
partial sequence 1505601 1507107 


Firmicutes; 


ref|NR_025354.1| Azospirillum 
1969231 1970533 Azospirillum 


Rhodospirillales; Rhodospirillaceae; 


ref|NR_026061.1| Desulfotomaculum 
3652827 3654352 Desulfotomaculum 
coccaceae; Desulfotomaculum. 
ref|NR_025970.1| Thermodesulforhabdus 
78 3777536 Thermodesulforhabdus norvegica 
s; Syntrophobacteraceae; 
ref|NR_025897.1| Thermoanaerobacter 
3882338 3883860 
Clostridia; 
er. 
ref|NR_025830.1| Rhodospirillum 
3977072 3978386 Rhodospirillum 
illales; Rhodospirillaceae; 


ref|NR_029072.1| Roseomonas gilardii 
430661 432145 Roseomonas gilardii 


subsp. 
Roseomonas. 


235414 Bacteria_ 


strain E7107 16S 
Proteobacteria; 


235414 Bacteria_ 


strain 5424 16S 
Proteobacteria; 


235414 Bacteria_ 


strain 173-96 16 
Proteobacteria; 


235414 Bacteria_ 


ludipueritiae st 


ludipueritiae Bac 


Roseomonas. 


235414 Bacteria_ 


strain MDA5527 1 
Proteobacteria; 


235414 Bacteria_ 


strain SW32 16S 
Proteobacteria; 


235414 Bacteria_ 


immobile strain 
Bacteria; Proteo 


235414 Bacteria_ 
kuznetsovii strai 


kuznetsovii DSM 


235414 Bacteria_ 


strain CTCBS1 16 
Proteobacteria; 


235414 Bacteria_ 


lituiforme strai 
Bacteria; Proteo 


235414 Bacteria_ 


populi BJ001 16S 
Bacteria; Proteo 


235414 Bacteria_ 


subterraneus str 
subterraneus Bac 
Thermaerobacter. 


235414 Bacteria_ 


strain LSv21 16S 
Proteobacteria; 


235414 Bacteria_ 


pacificum DSM 12 
DSM 12653 Bacter 
Carboxydibrachiu 


235414 Bacteria_ 


yonseiensis stra 
Bacteria; Firmic 


235414 Bacteria_ 


cinnamivorans st 
cinnamivorans Ba 


235414 Bacteria_ 


alkaliphilum str 
Bacteria; Firmic 


235414 Bacteria_ 


nagasakiensis st 
nagasakiensis Ba 
Thermaerobacter. 


235414 Bacteria_ 


strain DSM 3050 
Proteobacteria; 


235414 Bacteria_ 


marianensis stra 
marianensis Bact 
Thermaerobacter. 


235414 Bacteria_ 


caldus strain KU 
Proteobacteria; 


235414 Bacteria_ 


mathranii strain 
Bacteria; Firmic 


16S 446649 446621 78 106 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 448181 448153 78 106 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 559811 559783 78 106 gi 
S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 


gi 


265678757 


446125 44760 


Acetobacte 
265678756 


447654 44913 


Acetobacte 
265678679 


559287 56077 


Acetobacte 


16S 561348 561320 78 106 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


r 


16S 741571 741543 78 106 

6S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 1483719 1483691 78 106 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 3026033 3026001 74 106 gi 
E 16S ribosomal RNA, partial sequence 

bacteria; Alphaproteobacteria; Caulobac 
16S 3155926 3155898 78 106 gi 
n DSM 6115 16S ribosomal RNA, partial 
6115 Bacteria; Firmicutes; Clostridia; 

16S 44370 44343 79 106 gi 
S ribosomal RNA, complete sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 363743 363716 79 106 gi 
n FaiI3 16S ribosomal RNA, partial sequ 
bacteria; Alphaproteobacteria; Caulobac 
16S 415857 415830 77 104 gi 
ribosomal RNA, partial sequence 
bacteria; Alphaproteobacteria; Rhizobia 
16S 801882 801855 77 104 gi 
in C21 16S ribosomal RNA, complete seq 
eria; Firmicutes; Clostridia; Clostrid 


gi 


a 
t 


16S 922279 922248 76 107 
ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
16S 1194581 1194554 79 106 gi 
653 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Clostridia; Thermoanaer 
m. 
16S 


gi 


2387857 2387830 79 106 gi 
in KBl 16S ribosomal RNA, partial seque 
utes; Clostridia; Thermoanaerobacterale 
16S 2430446 2430396 56 107 gi 
rain CIN1 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostri 
16S 2527232 2527205 79 106 gi 
ain S1 16S ribosomal RNA, partial seque 
utes; Clostridia; Clostridiales; Peptoc 
16S 2757140 2757113 77 104 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


r 
Cc 


16S 
al 
G 
16S 
i 
2. 


2863276 2863249 79 106 gi 
ammaproteobacteria; Pseudomonadales; P 
2904710 2904683 77 104 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
16S 2997338 2997311 79 


106 gi 


Gammaproteobacteria; Acidithiobacillale 


43805 


265678678 
sequence 
eria; Rhod 


265678553 


741046 74252 


Acetobacte 
219857506 


1483159 14846 


Halomonad 
219846906 
30255 
terales; C 
219846818 
sequence 
Clostridia 
265679034 
45323 
Halomonad 
265678812 
ence 36326 
terales; C 
265678777 


415329 41680 


les; Methy 
265678511 
uence 
iales; Clo 


265678430 


921679 92319 


Desulfoba 
228715634 

11940 

obacterale 


219857468 
nce 23873 
s; Thermoa 
219857437 
quence 
diales; Ru 
219857359 
nce 25266 
occaceae; 
219857148 
al sequenc 
diales; Cl 


219856882 


6S ribosomal RNA, partial sequence 2862729 28642 


seudomonad 
219856853 
uence 
ales; Clos 


219846925 


16S ribosomal RNA, partial sequence 2996783 29982 


s; Acidith 


16S 3174122 3174095 79 106 gi 
A3 16S ribosomal RNA, partial sequence 
utes; Clostridia; Thermoanaerobacterale 


219846805 
31735 


s; Thermoa 


rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029061.1| Roseomonas gilardii 
5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 

ref|NR_028984.1| Roseomonas rosea 

1 Roseomonas rosea Bacteria; 

raceae; Roseomonas. 

NR_028983.1| Roseomonas 

560822 562307 Roseomonas 
irillales; Acetobacteraceae; 


ref|NR_028857.1| Roseomonas mucosa 

7 Roseomonas mucosa Bacteria; 

raceae; Roseomonas. 

ref|NR_025094.1| Kushneria marisflavi 

53 Kushneria marisflavi Bacteria; 

aceae; Kushneria. 

ref |NR_026498.1 

10 3026975 Phenyl 

aulobacteraceae; 

ref|NR_026410.1 
3155325 315690 

les; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Desulfotomaculum 
1 Desulfotomaculum 
Peptococcaceae; Desulfotomaculum. 
ref|NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 
aceae; Carnimonas. 
ref|NR_029117.1| Phenylobacterium 
4 364685 Phenylobacterium lituiforme 
aulobacteraceae; Phenylobacterium. 
ref|NR_029082.1| Methylobacterium 
5 Methylobacterium populi BJ001 
lobacteriaceae; Methylobacterium. 
ref|NR_028814.1| Thermaerobacter 
801287 802838 Thermaerobacter 
stridiales Family XVII. Incertae Sedis; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_025025.1 
2429869 243135 
minococcaceae; P 
ref|NR_024947.1| Desulfotomaculum 
73 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Papillibacter 
9 Papillibacter 
apillibacter. 


’ 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


ref|NR_024701.1| Pseudomonas halophila 

25 Pseudomonas halophila Bacteria; 

aceae; Pseudomonas. 

ref|NR_024672.1| Thermaerobacter 
2904128 2905615 Thermaerobacter 

tridiales Family XVII. Incertae Sedis; 


ref|NR_026517.1| Acidithiobacillus 

42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026397.1| Thermoanaerobacter 
65 3175071 Thermoanaerobacter mathranii 
naerobacteraceae; Thermoanaerobacter. 


235414 Bacteria_16S 
thermocopriae str 


thermocopriae Bac 


Thermoanaerobacte 
235414 Bacteria_16S 
strain Karp 16S r 


3881329 3881302 79 106 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
r. 

3934769 3934742 79 106 
ibosomal RNA, partial sequence 


gi 


219846308 
qu 
na 


219846270 
3934247 39357 


ence 
erobacte 


NR_025898.1 
8 
a 


Thermoanaerobacter 
7 Thermoanaerobacter 
s; Thermoanaerobacteraceae; 
ref|NR_025860.1| Orientia tsutsugamushi 
05 Orientia tsutsugamushi Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

235414 Bacteria_16S 3939133 3939106 77 104 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

235414 Bacteria_16S 3976112 3976085 79 106 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

235414 Bacteria_16S 4067585 4067558 79 106 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

235414 Bacteria_16S 4069125 4069098 79 106 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

235414 Bacteria_16S 4076682 4076616 39 106 gi|219846168|ref|NR_025758.1| Mahella australiensis 


strain 50-1 BON 1 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacte 
Mahella. 
235414 Bacteria_16S 304622 304592 77 107 gi| 265678857 


strain MSB-8 16S 
Thermotogae; Ther 


235414 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


235414 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


235414 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


235414 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


235414 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


235414 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


235414 Bacteria_16S 


strain DSM 5901 1 


DSM 5900 16S ribo 
Alphaproteobacter 


235414 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


235414 Bacteria_16S 


strain Se-1 16S r 
Deinococcus-Therm 


235414 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


235414 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


235414 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


235414 Bacteria_16S 


ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
504928 504898 77 107 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
923849 923823 76 102 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
1202197 1202167 77 107 gi 


ne 
ac 


motogales; Thermotogaceae; Thermotoga. 
1332180 1332150 77 107 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1397102 1397076 78 104 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


eq 
S; 


ue 
ba 


1436702 1436672 77 107 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1647213 1647187 78 104 gi 


e 
he 


Ac 


1648710 1648684 78 104 


gi 


ia; Rhodospirillales; Acetobacteraceae; 


1939329 1939303 78 104 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


s 
bag 8 


2629460 2629430 77 107 
ibosomal RNA, partial sequence 

us; Deinococci; Thermales; Thermaceae; 
2703260 2703230 77 107 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 

2790335 2790305 77 107 gi 


gi 
ils 


ue 
Th 


ogae; Thermotogales; Thermotogaceae; The 
2827936 2827906 77 107 gi 
ibosomal RNA, partial sequence 


motogales; Thermotogaceae; Thermosipho 


6S ribosomal RNA, partial sequence 4076074 40776 


304028 30558 


265678715 
504361 50587 


265678429 
228715358 
somal RNA, partial sequence 1201630 1203111 Thermotog 


228721494 


228715764 


224581430 


219878444 
6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
235414 Bacteria_16S 219878443 


somal RNA, partial sequence 1648203 1649649 Stell 


219878235 


219857239 
2628913 26303 


219857186 
219857123 
6S ribosomal RNA, partial sequence 2789778 27912 


219856905 
2827347 28288 


e 92324 
terales; 


uence 
Thermot 


nce 


cteria; 


14361 
rmaceae; 


etobacte 


Stella. 


equence 
a; Rhizo 


hermus. 


nce 
ermales; 


rmotoga. 


3580332 3580306 78 104 gi 


219846522 


04 Mahella australiensis Bacteria; 
rales Family IV. Incertae Sedis; 
ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_029020.1| Thermosipho atlanticus 
1 Thermosipho atlanticus Bacteria; 


ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref |NR_027530.1 
a neapolitan 


Desulfofrigus 

ofrigus oceanense 

eae; Desulfofrigus. 
Thermotoga neapolitana 
a DSM 4359 Bacteria; 


ref|NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref |NR_027539.1 
1396599 139803 
Rhizobiales; Met 


Thermosipho 
7 Thermosipho 
ipho. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_025583.1] Stella vacuolata 
52 Stella vacuolata Bacteria; 

raceae; Stella. 
ref|NR_025582.1 
a humosa Bacteri 


Oceanithermus 
thermus profundus 


Stella humosa strain 
a; Proteobacteria; 


ref |NR_025374.1 
1938810 194024 
biales; Methylob 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


ref|NR_024867.1| Thermus scotoductus 
81 Thermus scotoductus Bacteria; 


ref|NR_024814.1 

2702689 270407 
Thermaceae; Oceanithermus. 
ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


Oceanithermus 
1 Oceanithermus 


ref|NR_024726.1| Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


ref|NR_026114.1| Roseococcus 


thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Roseococcus. 


3579840 3581265 Roseococcus 


235414 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


235414 Bacteria_16S 


strain Wai33 16S 


Deinococcus-Thermus; 
235414 Bacteria_16S 


strain OP 16S rib 


3831287 3831238 56 106 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3876706 3876676 77 107 gi 
ribosomal RNA, partial sequence 
Deinococci; Thermales; 
3942033 3942007 78 
osomal RNA, partial sequence 


Thermaceae; 
104 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 


strain PW2 16S ri 


3944953 3944927 78 104 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 


strain KLB 16S ri 


3947879 3947853 78 104 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 


nitratireducens s 
nitratireducens B 


235414 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


235414 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


235414 Bacteria_16S 


elongatus strain 
Bacteria; Proteob 


235414 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


235414 Bacteria_16S 


polysaccharolytic 


Thermoanaerobacte 


235414 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


235414 Bacteria_16S 


strain AU476 16S 


4172820 4172790 76 106 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
4239525 4239499 78 104 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
4240984 4240958 78 104 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
98898 98873 79 104 gi 
FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
204244 204215 78 107 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
269723 269698 79 104 gi 
um strain KMTHCJT 16S ribosomal RNA, p 


rales; Thermoanaerobacterales Family I 
417344 417315 77 106 gi 
in DV1184 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; 
464937 464912 79 104 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


235414 Bacteria_16S 


strain CE2105 16S 


483245 483220 81 106 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; 
629401 629372 78 107 
ribosomal RNA, partial sequence 


s 
gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


235414 Bacteria_16S 


34635 16S ribosom 
Alphaproteobacter 


235414 Bacteria_16S 


34614 16S ribosom 
Alphaproteobacter 


235414 Bacteria_16S 


strain AMX51 16S 
Proteobacteria; A 


235414 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


235414 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


235414 Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 


Dethiosulfovibrio. 
235414 Bacteria_16S 


667311 667286 79 104 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
824736 824711 79 104 gi 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826238 826213 79 104 gi 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
842995 842970 79 104 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
871820 871795 79 104 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1168848 1168804 57 102 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1171901 1171876 81 106 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 


1301496 1301467 77 106 gi 


Clostrid 


219846341 
ence 38307 
coccaceae; 
219846311 


3876152 38776 


Thermus. 
219846264 


3941522 39429 


Acetobacte 
219846262 


3944448 39458 


Acetobacte 
219846260 


3947368 39487 


Acetobacte 
219846098 
1 sequence 
ridiales; 
219846042 
nce 42390 
les; Methy 
219846041 
ce 42404 
les; Methy 
265678997 
98328 
acterales; 
265678927 
sequence 
tyoglomace 
265678880 


II. Incert 
265678776 
equence 

iales; Pep 
265678741 


464412 46582 


Rhodospiri 
265678729 

sequence 

ynergistal 
265678631 


628893 63029 


Rhodospiri 
265678604 
nce 66678 
rillales; 

265678496 


824212 825662 Bosea 


sea. 
265678495 


825713 827158 Bosea 


sea. 
265678484 


842468 84394 


rhizobiace 
265678464 
sequence 
ria; Rhodo 


228719827 
ce 11682 
taceae; Sp 
228719312 
ence 11713 
istia; Syn 


219846639 


artial seq 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref|NR_025901.1 


ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025852.1 


raceae; Acidocel 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
NR_029305.1 
99781 Desulf 
ulfobulbacea 
NR_029235.1 

203662 205201 
ae; Dictyoglomu 
ref|NR_029186.1 
uence 269183 


n 


ae Sedis; Thermo 
ref|NR_029081.1 

416856 418235 
tostreptococcace 


ref|NR_029046.1 


llaceae; Inquili 
ref |NR_029034.1 

482698 484170 
es; Synergistace 
ref |NR_028936.1 


llaceae; Roseosp 
ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref |NR_028799.1 
vestrisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria; 


ref |NR_028787.1 
ae; Bosea. 
ref |NR_028767.1 

871314 872760 
spirillales; Ace 


ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


Ruminococcus 
coccus flavefaciens 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Garciella 

8 Garciella 

Garciella. 
Methylobacterium 

obacterium hispanicum 

Methylobacterium. 
Methylobacterium 

obacterium aquaticum 

Methylobacterium. 
Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Dictyoglomus 
Dictyoglomus 
Thermoanaerobacterium 
270620 


anaerobacterium. 
Tepidibacter 
Tepidibacter 

ae; Tepidibacter. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Dethiosulfovibrio 
Dethiosulfovibrio 

ae; Dethiosulfovibrio. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 

Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Bosea vestrisii strain 
ria; Proteobacteria; 


v 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Spirochaeta 
haeta smaragdinae DSM 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


ref|NR_026231.1 


Caldicellulosiruptor 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellu 


losiruptor. 


Incertae 


235414 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


235414 Bacteria_16S 


diazotrophicus st 


1324514 1324485 77 106 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 

1353459 1353434 79 104 gi 
rain PAl 5 16S ribosomal RNA, partial 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter. 
235414 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


235414 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


235414 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


235414 Bacteria_16S 


strain H-8 16S ri 


1398622 1398597 79 104 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1680741 1680716 79 104 gi 


cteria; Deinococcus-Thermus; Deinococc 
1867997 1867972 79 104 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


2154149 2154124 79 104 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


235414 Bacteria_16S 


thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 


235414 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


235414 Bacteria_16S 


strain 63287 16S 


2163216 2163187 77 106 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2236074 2236045 77 106 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


2255912 2255883 77 106 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


2299967 2299942 79 104 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


235414 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


235414 Bacteria_16S 


sapomandens strai 
sapomandens Bacte 


235414 Bacteria_16S 


johannae strain C 
johannae Bacteria 


Gluconacetobacter. 
235414 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


235414 Bacteria_16S 


2351340 2351315 81 106 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2428959 2428930 77 106 gi 
n DSM 3223 16S ribosomal RNA, partial 

ria; Firmicutes; Clostridia; Clostridi 
2509076 2509051 79 104 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


’ 


2558671 2558646 79 104 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2641654 2641594 41 102 gi 


gi 


rain TR 16S ribosomal RNA, partial seq 


219878140 
sequence 


228720330 
sequence 
teobacteri 


228715357 
nce 13980 
nadaceae; 

219878421 
uence 

i; Thermal 
219878289 
equence 
cteria; Rh 


219857632 


2153652 21550 


Acetobacte 
219857626 
equence 
teria; Des 
219857575 
quence 
eria; Desu 
219857562 
equence 

eria; Desu 


219857530 


2299447 23008 


rhizobiace 
219857493 
23507 
nergistace 
219857438 
sequence 
ales; Pept 
219857371 
uence 
Rhodospir 


219857338 


2558106 25596 


Eubacteriu 
219857230 


strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 26425 


Proteobacteria; D 


235414 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


235414 Bacteria_16S 


strain AAO8 16S r 


eltaproteobacteria; Desulfobacterales; 
2695530 2695505 79 104 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2709220 2709195 79 104 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 


strain Yo-3 16S r 


2761583 2761558 79 104 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


235414 Bacteria_16S 


strain 71 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodospirillal 
235414 Bacteria_16S 


multivorum strain 


Acidiphilium. 


2809824 2809799 79 104 gi 
ia; Rhodospirillales; Acetobacteraceae 
2824870 2824845 79 104 gi 


osomal RNA, partial sequence 


les; 
104 gi 
complete s 


2936567 2936542 79 
AIU 301 16S ribosomal RNA, 


2708714 27 


2761077 27 


Desulfoba 
219857191 
nce 26950 
rillales; 

219857182 
101 
Acetobacte 
219857145 
624 
Acetobacte 
219857110 


2809318 2810728 Asaia 


; Asaia. 
219856907 


2824364 28257 


Acetobacte 
219856832 
equence 


Thermoana 


ref 


ref 


a; 


ref 


ref 


es; 
ref 


izob 


ref 


race 
ref 


ND 


ulfo 


ref 


ref 


1lfob 


ref 


ae; 
ref 


ae; 
ref 


ococ 
ref 


illa 


ref 


m. 
ref 


cter 
ref 


Acet 
ref 


race 
ref 


race 
ref 

sia 
ref 


race 
ref 


1323941 13254 
erob 


1352934 13544 
R 


84 1399529 Gemma 
Gemmatimonas. 


162629 21641 


2235498 2 
lfov 


2255320 2 


96 2352265 Dethi 


2428395 24298 


2508571 25100 


73 Desulfocella 


10 2696445 Sacch 


NR_025279.1 
4 
acterales; T 
NR_027591.1 
1 
hodospirilla 
NR_027529.1 
t 


NR_025560.1 


1680196 168167 


Thermaceae; 
NR_025428.1 


1867493 186885 


iales; Beije 
NR_025221.1 


ae; Rubritep 
NR_025215.1 
6 


vibrionales; 


NR_025163.1 
23697 
ibrionales; 
NR_025150.1 
25677 


acterales; D 


NR_025118.1 


Bosea. 
NR_025081.1 
° 
Dethiosulfo 
NR_025026.1 
1 
caceae; Desu 
NR_024959.1 
1 
a 


les; Acetob 


NR_024926.1 


NR_024858.1 


aceae; Desul 
NR_024819.1 
a 
obacteracea 
NR_024810.1 


ae; Asaia. 
NR_024773.1 


ae; Kozakia. 
NR_024738.1 
mensis Bacte 


NR_024728.1 


ae; Asaia. 


Vv 


e: 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Gemmatimonas 
imonas aurantiaca T-27 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 

Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 

Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Desulfobulbus 
6 Desulfobulbus 


esulfobulbaceae; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Desulfotomaculum 
8 Desulfotomaculum 
1fotomaculum. 

Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Saccharibacter 
ribacter floricola 
Saccharibacter. 
Asaia krungthepensis 


’ 


24 Asaia krungthepensis Bacteria; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


NR_024651.1 


Acidiphilium 


2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


235414 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


235414 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
235414 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


235414 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


235414 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


235414 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


235414 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


235414 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


235414 Bacteria_16S 


hansenii strain N 


hansenii Bacteria; 


Gluconacetobacter 


235414 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


235414 Bacteria_16S 


strain DSM 3503 1 
Proteobacteria; A 


235414 Bacteria_16S 


thermocisternum s 
thermocisternum B 


3003522 3003497 79 104 gi 


219846921 


ref 


NR_026513.1 


Gluconacetobacter 


DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
3020025 3019996 78 107 gi|219846910|ref|NR_026502.1| Thermus antranikianii 


ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3118205 3118180 79 104 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3244032 3243984 57 106 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
rio. 


tL 


en 
ri 


1 
ct 
3274071 3274046 79 


104 gi 


ridia; Clostridiales; Eubacteriaceae; Eu 
3418417 3418392 79 104 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


qu 


’ 


3437391 3437327 42 107 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3438900 3438836 42 107 gi 


en 
na 


ammaproteobacteria; Pseudomonadales; Mor 
3553179 3553154 79 104 gi 
CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


qu 
R 


’ 


3554710 3554685 79 104 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1 
ri 


3574388 3574363 79 104 gi 


lphaproteobacteria; Rhodospirillales; Ac 
3764588 3764563 79 104 gi 
train ST90 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 


se 
ri 


235414 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


235414 Bacteria_16S 


strain YT-1 16S r 
Deinococcus-Therm 


235414 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


235414 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


235414 Bacteria_16S 


strain Lhet2 16S 
Proteobacteria; A 


235414 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


235414 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


235414 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


235414 Bacteria_16S 


intestinale strai 
intestinale Bacte 


235414 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


235414 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


3808217 3808192 79 104 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3878225 3878196 78 107 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3879763 3879734 77 106 gi 
S ribosomal RNA, 
ridia; Clostridiales; Clostridiaceae; 

3943493 3943468 79 104 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


en 
ob 


TL 


Ca 


nce 
ri 


3019481 30209 


219846843 


219846758 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


219846632 


219846618 


219846541 


219846540 


219846526 
6S ribosomal RNA, partial sequence 3573863 35753 


219846388 


219846357 


219846310 


3877677 38791 


219846309 
complete sequence 3879197 38807 


219846263 


hermus. 
ref 
ce 31176 
llales; Acet 
ref 
sequence 
eria; Desulf 
ref 
bacterium. 
ref 
ence 

Rhodospirill 
ref 
ce 34368 
dales; 
ref 
toba 
axellaceae; 
ence 
hodospir 


sequence 
a; Rhodospir 
ref 
etobacterace 
ref 
quence 
diales; Pept 
ref 
ce 38076 
acterales; C 
ref 


hermus. 
ref 
loramator. 
ref 
e 39429 


llales; Acet 


3946413 3946388 79 104 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

53689 53661 78 106 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
56626 56598 78 106 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58127 58099 78 106 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
161408 161380 79 107 gi 
n Catt39 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
166045 166017 79 107 gi 


Ac 


1 
st 


nc 
al 


ne 
ma 


qu 
al 


ridia; Clostridiales; Clostridiaceae; Cl 
182666 182638 79 107 gi 
bosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


cl 


219846261 
3945905 39473 


265679028 


265679026 


265679025 


265678955 


265678952 


6S ribosomal RNA, partial sequence 165488 16699 


265678941 
182124 183612 Clostridium irregulare Bacteria; 


ref 
etobacterace 
ref 
sequence 
ridiales; Pe 
56079 
Chro: 


e 
es; 


e 57580 
tiaceae; 


ence 
es; Clos 
ref 


ostridium. 


80 3119160 Gluco 


3243444 32449 


3417892 34193 


03 3438261 Acine 
Morax 
219846617 
somal RNA, partial sequence 3438312 3439771 Acine 


38 Gluconobacter 


3764125 37655 


88 3809126 Campy 


85 3944397 Acidi 


17 Acidiphilium 


53088 


57529 
iaceae; 


iocystis. 


NR_026435.1 
n 
obacteraceae 
NR_026350.1 
4 
ovibrionales 


NR_026330.1 


NR_026224.1 
6 
ales; Acetob 
NR_026210.1 
t 
ellaceae; Ac 
NR_026209.1 
cter lwoffii 
Acinetobact 


les; Ac 


illales e 


NR_026118.1 


ae; Gluconob 
NR_025979.1 
1 
ococcaceae; 
NR_025948.1 
1 
ampylobacter 
NR_025900.1 


NR_025899.1 


NR_025853.1 
p 
obacteraceae 
NR_025851.1 


ae; Acidiphi 
NR_029336.1 
54587 
ptococcacea 
NR_029334.1 
Thiocy 
Thioc 
NR_029333.1 
Thiocy 


NR_029263.1 
3 
iaceae; Clos 
NR_029260.1 


ref 


ostridium. 


e: 


55 Thermus antranikianii Bacteria; 


Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


’ 


, 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Acinetobacter 

obacter radioresistens 

inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

a 

Gluconacetobacter 

4 Gluconacetobacter 

cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Acidiphilium 

hilium organovorum 
Acidiphilium. 
Acidiphilium cryptum 


v 


cryptum Bacteria; 


lium. 
Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


v 


Clostridium 
Clostridium 
tridium. 
Clostridium tetani 


5 Clostridium tetani Bacteria; 


NR_029249.1 


Clostridium irregulare 


235414 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


235414 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


235414 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


235414 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


235414 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


235414 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


235414 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


235414 Bacteria_16S 


strain 3wWC2 16S r 
Firmicutes; Clost 


235414 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 
Saccharospirillum 


235414 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


235414 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


235414 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


235414 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


235414 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


235414 Bacteria_16S 
somal RNA, partial sequence 1162257 1163688 Meiot 


DSM 9946 16S ribo 


Deinococcus-Thermus; 


235414 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


235414 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


235414 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


235414 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


235414 Bacteria_16S 


strain SE3104 16S 
Proteobacteria; A 


235414 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


235414 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


Deinococci; Thermales; 
1176474 1176446 79 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1247507 1247479 79 107 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1275916 1275888 78 106 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1755580 1755552 78 106 gi 


Thermaceae; 
107 gi 


ammaproteobacteria; Oceanospirillales; 
1851347 1851319 79 107 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

1863350 1863322 78 106 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1864932 1864904 78 106 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


235414 Bacteria_16S 


limnaeus strain A 


1175949 11773 


6S ribosomal RNA, partial sequence 1755010 17565 


1850849 18521 


228718376 


idiaceae; 
219857449 
equence 
hlamydiace 
219846179 
ce 12753 
irillales; 
219878369 


Halomonad 
219878301 


Rhodospiri 
219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


1904572 1904546 78 104 gi 
26 16S ribosomal RNA, partial sequence 


Meiothermus. 


hermus silvanus 


ref|NR_027573.1 
Clostridium. 
ref |NR_025037.1 

1246931 124845 
ae; Neochlamydi 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025508.1 


o@ 


acea 
ref 


e; Halomonas 
NR_025440.1 


llaceae; Roseosp 
ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025430.1 

1864353 186588 
pirillales; Halo 


219878260 


197936 197908 79 107 gi|265678931|ref|NR_029239.1| Clostridium 
ain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

208909 208881 79 107 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
04 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

212017 211989 79 107 gi|265678921|ref|NR_029229.1| Clostridium baratii 
S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

313860 313832 79 107 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
3 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

369732 369704 78 106 gi| 265678808 |ref|NR_029113.1| Halomonas 
ain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
teria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

491084 491056 78 106 gi|265678724|ref|NR_029029.1| Halomonas organivorans 

ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

515428 515400 78 106 gi|265678708|ref|NR_029013.1| Reinekea 
m strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
m Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

589896 589868 79 107 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
ibosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

604957 604929 78 106 gi| 265678648 |ref|NR_028953.1| Saccharospirillum 
EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
acteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 

620291 620263 78 106 gi| 265678638 |ref|NR_028943.1| Caminibacter 
train AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
acteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

688485 688457 78 106 gi|265678590|ref|NR_028895.1| Desulfobacterium 
in NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

926945 926917 78 106 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
in LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

1073642 1073614 78 106 gi|265678328|ref|NR_028630.1| Novosphingobium 

ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosphingobium tardaugens 
acteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 

1100647 1100619 79 107 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 

ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

1162770 1162742 79 107 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 


DSM 9946 Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Neochlamydia 

9 Neochlamydia 
Chromohalobacter 

halobacter sarecensis 

Chromohalobacter. 
Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 

Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 
monadaceae; 


ref|NR_025399.1 


Thioalkalicoccus 


1904081 1905405 Thioalkalicoccus limnaeus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioalkalicoccus. 


235414 Bacteria_ 


strain L1/68 16S 
Proteobacteria; 


235414 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


235414 Bacteria_16S 
in JW/MS-VS5 16S ribosomal RNA, partia 
Clostrid 


viterbiensis stra 
viterbiensis Bact 


235414 Bacteria_16S 
ain TMC4 16S ribosomal RNA, partial se 
Clostri 


peptidivorans str 
peptidivorans Bac 


235414 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


235414 Bacteria_16S 
in DSM 1291 16S ribosomal RNA, partial 
Clostrid 


putrefaciens stra 
putrefaciens Bact 


235414 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


235414 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


235414 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


235414 Bacteria_16S 
ain NAG-2N-126 16S ribosomal RNA, part 
Gammaproteobact 


naphthovorans str 
naphthovorans Bac 


235414 Bacteria_16S 


nitritogenes stra 


nitritogenes Bacteria; Firmicutes; Clostridia; Clostrid 
235414 Bacteria_16S 


16S 1927267 1927243 82 106 gi| 219878243 
ribosomal RNA, partial sequence 1926697 19282 


Gammaproteobacteria; Xanthomonadales; Xan 


thomonad 


2390903 2390875 78 106 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2406067 2406039 78 106 gi 


Firmicutes; Clostridia; 
2435006 2434978 79 107 


eria; 
gi 


teria; Firmicutes; 
2441128 2441100 78 


Clostridia; 


106 gi 


ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
235414 Bacteria_16S 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


2457769 2457741 78 106 gi 


2463779 2463751 79 107 gi 
Firmicutes; Clostridia; 
2524245 2524217 78 106 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2569319 2569291 79 107 gi 
ain SPL77A 16S ribosomal RNA, partial 

teria; Firmicutes; Clostridia; Clostri 
2598648 2598624 82 106 gi 


eria; 
gi 


ridia; Clostridiales; 


2607874 2607846 78 


Peptococcaceae; 
106 gi 


teria; Proteobacteria; 
2886485 2886457 79 107 gi 
in JCM 6485 16S ribosomal RNA, partial 


2888011 2887983 79 107 gi 


219857466 


2390343 23918 
alomonad 


H 
219857456 
1 sequence 
iales; Clo 
219857431 
quence 
diales; Cl 
219857426 
ce 24405 
ales; Ecto 
219857411 
quence 

ia; Sphing 


’ 


219857407 
sequence 
iales; Clo 
219857361 


2523668 25251 


Desulfobu 
219857288 
sequence 

diales; Cl 
219857269 


16S ribosomal RNA, partial sequence 2598095 25994 


219857263 
ial sequen 
eria; Ocea 
219856865 
sequence 
iales; Eub 
219856864 


strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 28889 


Firmicutes; Clost 


235414 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
235414 Bacteria_16S 


strain RF-4 16S r 
Deinococcus-Therm 


235414 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


235414 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


235414 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


235414 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


235414 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


235414 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


235414 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


ridia; Clostridiales; 
2935088 2935060 78 


Eubacteriaceae; 
106 gi 


3021549 3021521 79 107 
ibosomal RNA, partial sequence 

us; Deinococci; Thermales; Thermaceae; 
3029126 3029098 79 107 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3035236 3035208 79 107 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3036759 3036731 79 107 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
3233289 3233261 79 107 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3237966 3237938 78 106 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


gi 


3240902 3240874 78 106 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3246996 3246972 82 106 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; 


gi 


235414 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


3248521 3248493 79 107 
bosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


Clostridiaceae; 


Clostrid 


Clostrid 


Eubacteriu 
219856833 
artial seq 
bacteria; 
219846909 


3021006 30224 


Thermus. 
219846904 
equence 
idiales; C 
219846899 


3034695 30361 


Clostridiu 
219846898 
sequence 
iales; Clo 
219846765 

quence 
hlamydiace 
219846762 
equence 
a; Desulfo 


219846760 


3240430 32418 


Thermobrac 
219846756 
1 sequence 
iales; Pep 
219846755 


Clostridiu 


ref |NR_025382.1 


acea 
ref 


e; Ignatzsch 
NR_025054.1 


aceae; Halomona 
ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref |NR_024999.1 

2457264 245870 
omonadales; Sphi 


ref|NR_024995.1 
2463226 246471 
stridiaceae; Clo 
ref |NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024900.1 


um. 
ref|NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024683.1 


m. 
ref 

uenc 
Ocea 
ref 


NR_024652.1 
e 293453 
nospirillale 
NR_026501.1 


ref |NR_026496.1 

3028583 303003 
lostridiaceae; A 
ref|NR_026491.1 


m. 
ref|NR_026490.1 
3036217 303768 
stridiaceae; Clo 
ref |NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref|NR_026354.1 

3237371 323891 
bacterales; Desu 
ref|NR_026352.1 
hium. 
ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 


ineria. 


Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Caloramator 
6 Caloramator 
oramator. 
Clostridium 
3 Clostridium 
ostridium. 
Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Clostridium 
2 Clostridium 
stridium. 
Desulfotalea arctica 


arctica Bacteria; 


talea. 
Clostridium 
8 Clostridium 
ostridium. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
Desulfotomacul 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Anaerobacter 
8 Anaerobacter 
naerobacter. 
Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 
6 Clostridium 
stridium. 

Parachlamydia 
7 Parachlamydia 
a. 

Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Clostridium isatidis 


ref |NR_026347.1 


m. 


3247999 3249330 Clostridium isatidis Bacteria; 


235414 Bacteria_ 
DSM 


10228 16S rib 


16S 3264966 3264938 79 


osomal RNA, partial sequence 


107 gi 


219846744 
3264433 32658 


ref |NR_026336.1 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

235414 Bacteria_16S 3286202 3286174 79 107 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

235414 Bacteria_16S 3365572 3365544 78 106 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

235414 Bacteria_16S 3385306 3385278 78 106 gi|219846659|ref|NR_026251.1| Chromohalobacter 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

235414 Bacteria_16S 3388291 3388263 78 106 gi|219846653|ref|NR_026245.1| Rhabdochromatium 


marinum DSM 5261 


16S ribosomal RNA, partial sequence 3387742 33891 


93 Rhabdochromatium marinum Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

235414 Bacteria_16S 3389746 3389718 79 107 gi|219846652|ref|NR_026244.1| Meiothermus 
chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

235414 Bacteria_16S 3528566 3528538 79 107 gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

235414 Bacteria_16S 3531592 3531564 79 107 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

235414 Bacteria_16S 3550117 3550089 79 107 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

235414 Bacteria_16S 3551649 3551621 78 106 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

235414 Bacteria_16S 3665726 3665702 78 102 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 

235414 Bacteria_16S 3710980 3710952 79 107 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

235414 Bacteria_16S 3719950 3719922 79 107 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

235414 Bacteria_16S 3835604 3835576 78 106 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
strain C-1 16S ribosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

235414 Bacteria_16S 3892217 3892189 78 106 gi|219846300|ref|NR_025890.1| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

235414 Bacteria_16S 3995150 3995122 78 106 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

235414 Bacteria_16S 3996641 3996613 78 106 gi| 219846227 |ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

235414 Bacteria_16S 4036012 4035984 78 106 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
235414 Bacteria_16S 4055498 4055470 78 106 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

235414 Bacteria_16S 4094981 4094957 78 102 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

235414 Bacteria_16S 4183527 4183499 78 106 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
235414 Bacteria_16S 4206155 4206127 78 106 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

235414 Bacteria_16S 4230476 4230448 78 106 gi|219846048|ref|NR_025638.1| Desulfotomaculum 


thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 


4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; 


Clostridiales; Pe 


235414 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


235414 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


235414 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


235414 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


235414 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


235414 Bacteria_16S 


amnigena strain A 
Bacteria; Proteob 


235414 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


235414 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


235414 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


235414 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


235414 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


strain Illinois 1 
Proteobacteria; A 


235414 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


235414 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


235414 Bacteria_16S 


strain E-1-A 16S 
Proteobacteria; A 


235414 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


235414 Bacteria_16S 


strain A3 16S rib 
Proteobacteria; A 


235414 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


235414 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


235414 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


235414 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


235414 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


235414 Bacteria_16S 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 


ptococcaceae; Desulfotomaculum. 

47396 47369 79 106 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
77666 77643 79 102 gi 
in B331 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


97390 97363 79 106 gi 
ain Bra2 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


112648 112602 55 102 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
114246 114200 55 102 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
121983 121921 43 106 gi 
SRB1 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Syntroph 
153737 153710 79 106 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
194957 194930 79 106 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
283402 283379 79 102 gi 
in B54 16S ribosomal RNA, complete seq 
eria; Proteobacteria; Deltaproteobacte 


gi 


284948 284921 77 104 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
306185 306158 79 106 gi 


lphaproteobacteria; Rickettsiales; Ana 
341513 341486 79 106 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
351865 351838 79 106 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
356263 356236 79 106 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

357693 357666 79 106 gi 
ain UST950701-009P 16S ribosomal RNA, 

teria; Proteobacteria; Alphaproteobact 


365226 365199 
osomal RNA, partial 
lphaproteobacteria; Rhodobacterales; R 
408011 407984 79 106 gi 
in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 
484791 484768 79 102 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 
571978 571951 79 106 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


79 
sequence 


106 gi 


603513 603486 79 106 gi 
16S ribosomal RNA, partial sequence 
cales; Desulfurobacteriaceae; Thermovi 
653685 653658 77 104 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
697622 697595 79 106 gi 


265679032 
nce 46828 
irillales; 
265679012 
uence 
ria; Desul 
265678998 
quence 
eria; Desu 


265678987 


112043 11359 


s; Syntrop 
265678986 


113641 11518 


s; Syntrop 
265678981 
ce 12137 
obacterale 
265678960 


153188 15467 


Oxobacter. 
265678933 
ence 19438 
occales; M 
265678871 
uence 
ria; Desul 
265678870 
ence 28438 
acterales; 
265678856 


plasmatace 
265678830 
ce 34093 
hales; Pis 
265678823 


351363 35277 


biaceae; R 
265678818 


355741 35715 


Sphingomon 
265678816 
partial se 
eria; Rhod 


265678811 


364736 36609 


hodobacter 
265678783 
uence 
obacteriac 
265678728 
ete sequen 
es; Spiroc 
265678671 
sequence 
teria; Rho 


265678649 
60290 
brio. 
265678614 
ence 65316 
idiaceae; 


ref |NR_029340.1 
48321 Alcani 
Alcanivoracacea 
ref |NR_029320.1 
77090 78536 
fobacterales; De 
ref |NR_029306.1 
96815 98277 
lfobacterales; D 


ref |NR_029295.1 


Firmicutes; 


Clostridia; 


Alcanivorax 
vorax borkumensis 
e; Alcanivorax. 
Desulfospira 
Desulfospira 
sulfobacteraceae; 


Desulfocapsa 
Desulfocapsa 


esulfobulbaceae; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


hace 
ref 


ae; Syntroph 
NR_029294.1 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


haceae; Syntroph 
ref|NR_029289.1 
3. 122854 Desulf 
s; Syntrophobact 
ref|NR_029268.1 


us. 
Desulforhabdus 

orhabdus amnigena 

eraceae; Desulforhabdus. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref 
3 
fobacterales; De 
ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029135.1 
6 342344 Hydrog 
cirickettsiaceae 


ref |NR_029128.1 


Methylococcus 
ococcus capsulatus 
Methylococcus. 
Desulfobacter 

Desulfobacter 
sulfobacteraceae; 


Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 

Neorickettsia risticii 
risticii Bacteria; 

a. 

Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Rhodobium orientis 


v 


0 Rhodobium orientis Bacteria; 


hodobium. 
ref |NR_029123.1 
7 Sphingopyxis 
adaceae; Sphingo 
ref|NR_029121.1 
quence 357208 
obacterales; Rho 


’ 


ref|NR_029116.1 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 

Loktanella 

358614 Loktanella 
dobacteraceae; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


aceae; Salipiger 
ref|NR_029088.1 

407444 408915 
eae; Thermovibri 
ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref |NR_028976.1 
571472 572837 
dobacterales; Rh 


ref|NR_028954.1 
5 604369 Thermo 


ref|NR_028919.1 
3 654605 Calora 
Caloranaerobacte 


265678584 


ref|NR_028889.1 


Thermovibrio 

Thermovibrio 
oO. 

Spirochaeta 

Spirochaeta 
chaeta. 

Jannaschia 

Jannaschia 
odobacteraceae; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
ae 

Brevundimonas 


697118 698533 Brevundimonas aurantiaca 


Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 


235414 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


235414 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


235414 Bacteria_16S 


788019 787992 79 106 
bosomal RNA, partial sequence 

ammaproteobacteria; Thiotrichales; Pis 
792654 792631 79 102 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
814142 814115 79 


gi 


Spirocha 
106 gi 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


235414 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


235414 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


235414 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


235414 Bacteria_16S 


strain DSS-3 16S 


acteria; Gammaproteobacteria; Thiotric 
841520 841493 79 106 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
900589 900562 79 106 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
928414 928387 79 106 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
929902 929875 79 106 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


235414 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


235414 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


235414 Bacteria_16S 


strain JB-A2 16S 


Proteobacteria; G 


235414 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


235414 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


235414 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


235414 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


235414 Bacteria_16S 


strain W1-2B 16S 


997860 997833 79 106 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
999372 999345 79 106 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1000892 1000865 79 106 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1026681 1026654 75 102 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1029680 1029653 79 106 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1049685 1049658 79 106 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1051188 1051161 79 106 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1069232 1069205 79 106 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


235414 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


235414 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


235414 Bacteria_16S 


DSM 
Bacteria; 


16069 16S rib 
Proteob 


235414 Bacteria_16S 


metallireducens s 
metallireducens B 


235414 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


235414 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


235414 Bacteria_16S 
turnerae strain T7902 16S ribosomal RNA, partial sequence 


1141601 1141574 79 
ain W-5 
teria; 


106 gi 
0 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobact 


1144683 1144656 79 
rain CM 
cteria; 


106 gi 
3 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobac 


1174968 1174941 79 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1244490 1244467 79 102 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1304604 1304577 79 106 gi 
ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1341264 1341241 79 102 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1377717 1377690 79 106 gi 


106 gi 


Thermoanaerobacterale 


787469 78896 


792094 79356 


929371 93083 


1000320 10017 


1068707 10701 


1174405 11758 


1304017 13055 


265678520 


ciricketts 
265678517 


eta. 

265678503 
e 81355 
hales; Pis 
265678485 
nce 84098 
irillales; 
265678444 
e 90001 
hales; Pis 
265678426 
nce 92790 
terales; R 
265678425 


hodobacter 
265678379 
ce 99729 
hales; Pis 
265678378 
ce 99880 
hales; Pis 
265678377 


ciricketts 
265678360 
uence 

ia; Syntro 


265678358 
nce 10291 
hales; Pis 
265678345 
quence 
urobacteri 
265678343 
10506 
irillales; 
265678331 


aulobacter 
253680762 
quence 
eria; Sphi 
253680760 
quence 
teria; Pse 
228718578 


ay 
219857537 
1 sequence 
ridiales; 

219846460 
s; Thermoa 
228721140 
nce 13406 
Peptococca 


ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref |NR_028820.1 


aceae; Ruegeria. 
ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


iaceae; Thiomicr 
ref |NR_028662.1 
1026088 102759 
phobacterales; S 


ref |NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref|NR_028645.1 
31 1052062 Marino 
Marinospirillu 
ref|NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 


ref|NR_028008.1 
1144133 114556 
udomonadales; Ps 


ref|NR_027574.1 


ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_026051.1 


naerobacterales 


ref|NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 


228717562 


mM. 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


ref|NR_028806.1| Thioalkalimicrobium 
9 815058 Thioalkalimicrobium cyclicum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028788.1| Marinospirillum 

1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 

ref|NR_028746.1| Thioalkalimicrobium 
3. 901506 Thioalkalimicrobium sibiricum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028728.1| Roseovarius 

3 929320 Roseovarius nubinhibens 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Thiomicrospira frisia 


v 


’ 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Balnearium 
0 Balnearium 
m. 

Marinospirillum 
spirillum insulare 


’ 


Brevundimonas nasdae 
nasdae Bacteria; 
onas. 

Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Desulfitobacterium 
itobacterium hafniense 

acterium. 


ref |NR_027564.1 


Teredinibacter 


1377167 1378635 Teredinibacter turnerae T7901 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 


Teredinibacter. 


235414 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


235414 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


235414 Bacteria_16S 
in CCUG 44693 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


235414 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


235414 Bacteria_16S 

34Alc 16S ribosomal RNA, partial sequence 17655 
acteria; Gammaproteobacteria; Chromatiales; 
235414 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


strain ME102 16S 
Proteobacteria; G 


vibrioides strain 
vibrioides Bacter 


235414 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


anilini strain An 
Bacteria; Proteob 


strain ATCC 15257 
Bacteria; Proteob 


strain ATCC 15253 


strain T9 16S rib 
Proteobacteria; G 


1391062 1391035 79 


1444402 1444375 79 


1516733 1516710 79 


acteria; 


1581634 1581611 81 


1610818 1610791 79 


1692973 1692950 79 


Firmicutes; 
1766122 1766095 79 


eria; 


1861842 1861815 79 
ribosomal RNA, partial 


1880189 1880166 79 


Firmicutes; 
1975797 1975774 79 


ia; 


1978916 1978889 79 


2021785 2021758 79 


2023274 2023247 79 


2086070 2086043 79 


2087610 2087583 79 


Proteobacteria; 


Clostridia; 


106 


503 16S ribosomal RNA, partial sequence 
; Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobacteria; 


106 


102 


104 


106 


102 


106 


106 


sequence 


102 


102 


PhOl 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 
235414 Bacteria_16S 


106 


il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 
235414 Bacteria_16S 


106 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae 
235414 Bacteria_16S 


106 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
235414 Bacteria_16S 


106 


osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
235414 Bacteria_16S 
thermolithotrophum strain BSA 16S ribosomal RNA, partial 


106 


gi|228716336 


224581424 
sequence 


gi 


gi|219873435 


train FiPS3 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi|219878490 


gi|219878469 


n EL-88 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


gi| 219878412 


in OREX-4 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi| 219878360 


gi|219878293 
1861284 18627 


gi| 219878279 


complete sequence 
Clostridiales; 


219878211 
19752 


gi 


219878209 
19783 


gi 


219878181 
20212 


gi 


219878180 
20227 


gi 
gi|219878132 
2085504 20870 


219878131 
sequence 


gi 


thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobac 


235414 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


235414 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


235414 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


235414 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


235414 Bacteria_16S 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


235414 Bacteria_16S 
n SM-1 16S ribosomal RNA, partial sequence 21370 
acteria; Gammaproteobacteria; Alteromonadales; 


salipaludis strai 
Bacteria; Proteob 


2098155 2098128 79 


2102837 2102791 57 
6N 16S 
acteria; 
2107287 2107260 79 
ain MVAB Hexl 
teria; Proteobacteria; 
2113336 2113309 79 
strain 


2116454 2116427 79 
DSM 681 
a; 


2137627 2137600 79 


235414 Bacteria_16S 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus 


2223800 2223773 77 


106 


in NL21 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


104 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales 


106 


16S ribosomal RNA, 
Gammaproteobacteria; 


106 


US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


106 


106 


104 


gi|219878123 


219878118 
21022 


gi 


gi|219878115 


complete sequence 2106707 210823 
Pseudomonadales; 


219857659 
sequenc 


gi 


gi|219857657 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi|219857643 


gi|219857583 


1390541 1391995 Parvul 


Parvularculales; 


Rhodobacterales; Rh 


Desulfobacterales; 


sequence 1581111 158256 


Rhodovarius. 


Rhodobacterales; 


Peptococcaceae; 


Ectothiorhodospirace 


Veillonellaceae; 


Rhizobiales; 


Alteromonadales; 


Alteromonadaceae 


ref|NR_027550.1 
Parvular 
ref|NR_027205.1 

1443876 144534 


ref |NR_025194.1 
1516159 151759 


ref |NR_025629.1 


ref|NR_025608.1 
1610323 161174 
Rhodo. 


ref|NR_025551.1 
1692386 169391 
Des 
ref|NR_025499.1 
52 1767023 Alkali 
ref |NR_025432.1 
Oleiphilus 
ref|NR_025418.1 
1879598 188113 
Prop 
ref |NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025320.1 
81 2022719 Caulob 
La 


ref|NR_025319.1 
70 2024208 Caulob 
Caulobact 
ref|NR_025271.1 
Alcaniv 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref |NR_025262.1 

2097632 209908 
Phylloba 


ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025254.1 


Mor 


ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 
ref |NR_025246.1 
115900 211739 
Alterom 


ND 


ref |NR_025232.1 
73 2138564 Microb 
, 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Rhodovarius 
8 Rhodovarius 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Oleiphilaceae; 
235414 Bacteria_16S 
FKBS1 16S ribosomal RNA, 
Clostridia; 


Propionispora 
1 Propionispora 
ionispora. 
Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 
Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivoracaceae; 


orax. 
Desulfurobacterium 

8 Desulfurobacterium 

furobacterium. 
Nitratireductor 

7 Nitratireductor 

cteriaceae; 


Desulfonauticus 

onauticus submarinus 

ceae; Desulfonauticus. 
Alkanindiges 

9 Alkanindiges 

axellaceae; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Microbulbifer 
0 Microbulbifer 
onadaceae; 


Microbulbifer 
ulbifer salipaludis 
Microbulbifer. 


ref|NR_025171.1 


Thermodesulfatator 
DSM 


15286 Bacteria; T 
Thermodesulfatato 


235414 Bacteria_16S 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


235414 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


235414 Bacteria_16S 


azotonutricium st 
azotonutricium Ba 


235414 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


235414 Bacteria_16S 


strain LBB1 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
235414 Bacteria_16S 


nitratis strain A 
Bacteria; Proteob 


235414 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


235414 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


235414 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


235414 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


235414 Bacteria_16S 


strain AN1 16S ri 
Proteobacteria; A 


235414 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


235414 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


235414 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


235414 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


235414 Bacteria_16S 


phaeum strain PB 
Firmicutes; Clost 


235414 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


235414 Bacteria_16S 


japonicum strain 
japonicum Bacteri 


235414 Bacteria_16S 


strain S37 16S ri 
Proteobacteria; A 


hermodesulfobacteria; 
r. 

2262078 2262051 77 104 gi 
train SL6 16S ribosomal RNA, partial s 
acteria; Thermodesulfobacteria; Thermo 
erium. 

2263629 2263602 79 106 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2269837 2269814 79 102 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 
2302985 2302958 79 106 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2340789 2340762 79 106 gi 
ibosomal RNA, partial sequence 


2469982 2469955 79 106 gi 
LJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2506046 2506019 79 106 gi 


ammaproteobacteria; Chromatiales; Ecto 
2507567 2507540 77 104 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2547957 2547934 79 102 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2560206 2560179 79 106 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2567837 2567810 79 106 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
2615634 2615607 77 104 gi 


ridia; Clostridiales; Clostridiales Fa 
2624829 2624802 79 106 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


2647799 2647772 79 106 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


2755559 2755532 79 106 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2883613 2883586 79 106 gi 
ridia; Thermoanaerobacterales; Thermoa 
2927575 2927548 79 106 gi 
ATCC 19193 16S ribosomal RNA, partial 

a; Proteobacteria; Gammaproteobacteria 
2932065 2932038 79 106 gi 
ATCC 19191 16S ribosomal RNA, partial 

a; Proteobacteria; Gammaproteobacteria 
2965291 2965264 79 106 gi 


eq 
de 


en 
ir 


ce 


se 
Sp 


en 
na 


ce 


ho 
ce 
al 
th 
ce 
id 


oc 


ae; 


rh 


mily 
al 
ac 


qu 


v 


ne 
er 


e 


na 


se 


’ 


se 


’ 


dales; 
219857501 
2340265 23417 
dobacter 
219857403 


es; 
219857373 
16S ribosomal RNA, partial sequence 2505486 25069 
iorhodos 
219857372 


ales; 
219856869 
16S ribosomal RNA, partial sequence 2883064 28845 
erobacte 
219856838 
quence 

Oceanosp 
219856835 
quence 

Oceanosp 
219856812 


Thermodesulfobacteriales; 
219857558 
uence 


sulfobac 


219857557 


22630 


illales; 
219857553 
quence 

irochaet 
219857528 


23024 


24694 
Ecto 


25070 


iaceae; 
219857345 


25473 


caceae; 

219857337 
2559665 25611 
Aminob 
219857289 
2567339 25687 
izobiace 
219857255 
16S ribosomal RNA, partial sequence 2615060 26165 


XII. 


219857248 
sequenc 
teria; 


xX 


219857226 
ence 
Thiotric 


219857149 


27549 
Th 


Alter 


Thermodesulfobacteriaceae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


ref|NR_025146.1 
2261503 226299 
teriales; Thermo 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025141.1] Treponema 
2269277 2270739 Treponema 
aceae; Treponema. 
ref|NR_025116.1 
04 2303932 Marino 
omonadaceae; 


Alcanivorax 
vorax venustensis 
e; Alcanivorax. 


Marinobacter 
bacter lutaoensis 
; Marinobacter. 
ref|NR_025089.1| Rhodobaca bogoriensis 
21 Rhodobaca bogoriensis Bacteria; 
aceae; Rhodobaca. 

ref|NR_024991.1 
12 2470870 Thioal 


Thioalkalivibrio 
kalivibrio nitratis 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024960.1| Thermohalobacter 

00 2508520 Thermohalobacter berrensis 
Thermohalobacter 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinus. 

ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 
acterium. 
ref|NR_024920.1| Nitrobacter alkalicus 
17 Nitrobacter alkalicus Bacteria; 

ae; Nitrobacter. 
ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024878.1] Rhodanobacter 

e 2624254 2625756 Rhodanobacter 
anthomonadales; Xanthomonadaceae; 


Desulfosporosinus 
osporosinus meridiei 


ref|NR_024854.1 
2647248 264867 
hales; Piscirick 


Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


ref|NR_024777.1 
90 2756495 Therma 


Thermanaeromonas 
naeromonas toyohensis 
ermoanaerobacteraceae; Thermanaeromonas. 
ref|NR_024688.1| Thermacetogenium 

25 Thermacetogenium phaeum Bacteria; 
raceae; Thermacetogenium. 
ref|NR_024657.1| Marinospirillum 
2927022 2928477 Marinospirillum 
irillales; Marinospirillum. 

NR_024654.1| Pseudospirillum 
2931509 2932967 Pseudospirillum 
irillales; Pseudospirillum. 
ref|NR_024631.1| Sphingopyxis chilensis 
22 Sphingopyxis chilensis Bacteria; 

adac ° 


235414 Bacteria_16S 
SPS-17 16S riboso 
Thermus; Deinococ 
235414 Bacteria_16S 
strain lacT 16S r 
Proteobacteria; D 
235414 Bacteria_16S 


strain N2 16S ribosomal RNA, 


bosomal RNA, partial sequence 2964771 29662 
lphaproteobacteria; Sphingomonadales; Sphingomon 

3018506 3018479 77 104 gi|219846911 
mal RNA, partial sequence 3017969 3019430 Therm 
ci; Thermales; Thermaceae; Thermus. 

3042893 3042866 77 104 gi| 219846894 
ibosomal RNA, partial sequence 3042319 30437 
eltaproteobacteria; Desulfovibrionales; Desulfov 

3107603 3107576 79 106 gi| 219846850 


eae; Sphing 
ref|NR_026503.1 


us oshimai Bacte 


ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 


complete sequence 


pyxis. 
Thermus oshimai strain 
ria; Deinococcus- 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 


ref|NR_026442.1 


Rhodovulum robiginosum 


3107102 3108515 Rhodovulum robiginosum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


235414 Bacteria_16S 
strain N1 16S rib 
Proteobacteria; Alphapro 
235414 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


235414 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


235414 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


235414 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


235414 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


235414 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


235414 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


235414 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 


acetireducens str 
acetireducens Bac 


235414 Bacteria_16S 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


235414 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


235414 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


235414 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


235414 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


235414 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


chlororespirans s 
chlororespirans B 


235414 Bacteria_16S 


G 
235414 Bacteria_16S 


3109067 3109040 79 106 
osomal RNA, complete sequence 
teobacteria; Rhodobacterales; 
3110560 3110533 77 104 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3116692 3116665 79 106 gi 
star-1 
ia; Pro 


gi 


teobacteria; Gammaproteobacteri 


3136126 3136099 79 
n SB164 
ria; Pr 


106 gi 
Pl 16S ribosomal RNA, partial s 
oteobacteria; Deltaproteobacter 


3154337 3154314 79 102 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3299947 3299920 79 106 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


3316664 3316641 79 102 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3382242 3382215 79 106 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


gi 


3383781 3383754 79 106 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3482985 3482958 79 106 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3496743 3496716 75 102 gi 
DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; Coriobacteridae 

Coriobacterium. 
3501191 3501164 80 


’ 


107 gi 
ridia; Clostridiales; Clostridiaceae; 
3533038 3533011 80 107 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3648785 3648758 79 106 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650324 3650297 79 106 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3651865 3651838 79 106 gi 
bosomal RNA, complete sequence 


3685386 3685363 79 102 gi 
train Co23 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3692972 3692945 79 106 gi 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


235414 Bacteria_16S 


strain E-37 16S r 


acteria; Gammaproteobacteria; Methyloc 
3716901 3716874 79 106 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


235414 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


235414 Bacteria_16S 


strain BN 126 16S 
Proteobacteria; A 


235414 Bacteria_16S 


3797694 3797667 79 106 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3940586 3940559 79 106 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
3953903 3953876 79 106 gi 


gi 


R 


16S ribosomal RNA, partial seq 


219846849 


3108566 31099 
dobacter 


ho 
219846848 
equence 
tridiales; 
219846844 
uence 

a; 


219846831 
equence 
ia; Desulf 
219846819 
ence 31537 
occaceae; 
219846721 
quence 
eria; 


219846709 


3316113 33175 


eta. 
219846661 
e 
a; 


219846660 
33832 
ciricketts 
219846587 
al sequenc 
diales; Cl 
219846578 
equence 

; Coriobac 


v 


219846575 


6S ribosomal RNA, partial sequence 3500724 35020 


Clostridiu 
219846554 


3532506 35339 


Sarcina. 

219846472 
nce 36482 
occales; 
219846471 


3649747 36512 


ethylococc 
219846470 


3651286 36527 
ammaproteobacteria; Methylococcales; Met 
235414 Bacteria_16S 


hylococc 
219846447 
sequence 
ridiales; 
219846442 
36924 
occales; 
219846425 


3716418 37177 


hodobacter 
219846364 


3797117 37986 


ciricketts 
219846265 


3940082 39414 
Afife 


biaceae; 
219846256 


Alteromonad 


Thio 


sequence 
Thiotri 


M 


M 


ref|NR_026441.1 


aceae; Rhodovulu 
ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026436.1 

3116131 311762 
ales; Psychr 
ref|NR_026423.1 
135552 313703 
obacterales; Des 


Ww 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref|NR_026301.1 


ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026179.1 
e 3482431 34839 
ostridiaceae; C 


teriales; 


ref|NR_026167.1 


m. 
ref 


NR_026146.1 


ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref |NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026016.1 
acea 
ref 


e; Sagittula 
NR_025955.1 


iace 
ref 


ae; Cyclocla 
NR_025855.1 


lla. 
NR_025846.1 


ref 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Psychromonas 

9 Psychromonas 

omonadaceae; 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 
Clostridium 
2 Clostridium 
ostridium. 
Coriobacterium 
1 Coriobacterium 
acterineae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Rhodobium marinum 


71 Afifella marina Bacteria; 


Rhodovulum 


sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


235414 Bacteria_16S 
strain MB-G2 16S 


3955342 3955315 79 


106 


ribosomal RNA, partial sequence 


gi|219846255 
3954838 39562 


ref 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteracea 


235414 Bacteria_16S 
salexigens strain 
Bacteria; 
235414 Bacteria_16S 
flavimaris strain 


flavimaris Bacteria; Proteobacteria; Alphaproteobacteri 


Sphingopyxis. 
235414 Bacteria_16S 
strain SW-154 16S 
Proteobacteria; 
235414 Bacteria_16S 
maritimus strain 
Bacteria; 
235414 Bacteria_16S 
phenolicus strain 
phenolicus Bacteria; 
235414 Bacteria_16S 


3970315 3970288 79 


4001056 4001029 79 


4017649 4017622 79 


4056983 4056956 79 


4078223 4078196 79 


LR7.2 16S ribosomal RNA, 
Firmicutes; 


4231977 4231950 79 


Clostridia; 


106 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Kangiella. 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi] 219846245 


WS 68 16S ribosomal RNA, partial sequence 39698 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


SW-151 16S ribosomal RNA, partial sequence 


ref 


NR_025845.1 


e; Rhodovulu 
NR_025835.1 


17 3971134 Rhodot 


Rhodobacteraceae; 

106 gi|219846224|ref|NR_025814.1 

4000552 400199 

a; Sphingomonadales; Sphin 

106 gi|219846211|ref|NR_025801.1 
4017086 40185 

106 gi|219846182|ref|NR_025772.1 

4056429 4057918 Microb 

Alteromonadaceae; 

106 gi| 219846167 |ref|NR_025757.1 

complete sequence 4077655 407918 

Clostridiales; Peptococcaceae; Crypt 

106 gi| 219846047 |ref|NR_025637.1 


methylohalidivorans strain MB2 16S ribosomal RNA, partial sequenc 


methylohalidivorans Bacteria; Proteobacteria; Alphaprot 


Leisingera. 
235414 Bacteria_16S 
alaskensis strain 
Bacteria; 
235414 Bacteria_16S 


50475 50449 78 


All 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


89596 89570 78 


hveragerdense strain JSP 16S ribosomal RNA, partial sequence 


hveragerdense Bacteria; 


Thermodesulfobacterium. 


235414 Bacteria_16S 


150637 150611 78 


Thermodesulfobacteria; 


strain W6 16S ribosomal RNA, partial sequence 


Firmicutes; 
235414 Bacteria_16S 


Clostridia; 


Clostridiales; 
536858 536832 78 


strain CR 16S ribosomal RNA, partial sequence 


Proteobacteria; 
235414 Bacteria_16S 


699141 699115 80 


106 


strain 6111 16S ribosomal RNA, partial sequence 


Proteobacteria; 
235414 Bacteria_16S 


satelles strain VPI D143K-13 16S ribosomal RNA, partial 
Firmicutes; 


satelles Bacteria; 
235414 Bacteria_16S 
hydrogenoformans 
hydrogenoformans 


783500 783451 57 


994738 994712 78 


Firmicutes; 


Sedis; Acidaminobacter. 


235414 Bacteria_16S 


2237582 2237556 78 


Clostridia; 


strain glu 65 16S ribosomal RNA, parti 
Bacteria; 


536318 53780 


Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


gi| 265678583 
698584 69993 


Gammaproteobacteria; Chromatiales; Chromatiaceae; 


107 gi| 265678523 
sequence 

Clostridiales; Lachnos 

104 gi| 265678381 

al sequenc 

Clostridia; Clostridiales; 
104 gi| 219857574 


californiensis strain APO 16S ribosomal RNA, partial sequence 


californiensis Bacteria; 


235414 Bacteria_16S 


Firmicutes; 
2254321 2254291 77 


Clostridia; 


107 


Clostridiales; C 
gi| 219857563 


acetigenes strain Lup33 16S ribosomal RNA, partial sequence 22537 


Bacteria; Firmicutes; 
Sporanaerobacter. 
235414 Bacteria_16S 
strain Z-7934 16S 
Firmicutes; 
235414 Bacteria_16S 


Clostridia; 


3101607 3101581 78 


Clostridiales; 
3949336 3949310 78 


Clostridiales; 


104 


ribosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


104 


strain 101 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 
strain SRL4225 16 
Proteobacteria; 
235414 Bacteria_16S 


4064618 4064592 78 


26300 26275 82 


104 


S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales; 


107 


strain 653 16S ribosomal RNA, partial sequence 


Firmicutes; 
235414 Bacteria_16S 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partia 
Clostridia; 


beijerinckii Bacteria; 
235414 Bacteria_16S 


Clostridia; 


Clostridiales; 
210459 210434 82 


Firmicutes; 
216599 216570 77 


Clostridiaceae; 


107 


cl 
106 


strain SH 106 16S ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 


Clostridiales Fa 


gi|219846854 
3101054 31025 
Tindallia. 
gi|219846259 
3948831 39502 
Acetobacte 
gi|219846176 
4064043 40655 


gi| 265679046 
25762 27159 
Clostridiu 
265678922 
1 sequence 
ostridiales; Clo 

gi| 265678918 


gi 


ref 


Thi 
ref 


pira 
ref 


Clo 
ref 


lost 
ref 


mily 


ref 


ref 


race 
ref 


Desulfovibri 


ref 


m. 
ref 


stri 
ref 


e 4231451 42328 


2 Caminibacter 
Caminibacter. 


782926 78438 


e 994185 99565 


2237029 22384 


47 2255269 Sporan 


18 Desulfovibrio 


209908 21141 


8 


eobacteria; Rhodobacterale 
104 gi|265679030|ref|NR_029338.1 
complete sequence 49907 51436 Desulf 
; Desulfovibrion 
104 gi|265679003|ref|NR_029311.1 
89036 90489 
Thermodesulfobacteriales; Thermode 
104 gi|265678962|ref|NR_029270.1 
150066 15156 
Clostridiaceae; Clostridium. 
104 gi|265678694|ref|NR_028999.1 


NR_028888.1 


ocystis. 
NR_028827.1 
1 
ceae; Shuttl 
NR_028683.1 
2 
stridiales F 
NR_025162.1 
8 
ridiaceae; T 
NR_025151.1 


XI. Incerta 


NR_026446.1 


NR_025849.1 


ae; Acidocel 
NR_025766.1 


onaceae; Des 
NR_029354.1 


NR_029230.1 
0 
diaceae; Clo 
NR_029226.1 


Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Rhodothalassium 

halassium salexigens 
Rhodothalassium. 
Sphingopyxis 

5 Sphingopyxis 

gomonadaceae; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Caminibacter profundus 


profundus Bacteria; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Shuttleworthia 
Shuttleworthia 
eworthia. 
Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Tindallia 
3 Tindallia 
indallia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 

Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Clostridium roseum 


Clostridium roseum Bacteria; 


Clostridium 
Clostridium 

stridium. 
Blastopirellula marina 


216053 217555 Blastopirellul 


la marina Bacteria; 


235414 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


235414 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


235414 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


235414 Bacteria_16S 


actinomycetemcomi 


Pasteurellales; P 


224247 224222 79 104 gi 
ridia; Clostridiales; Peptococcaceae; 
254775 254750 79 104 gi 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
275829 275804 79 104 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
292603 292578 79 104 gi 
tans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 


asteurellaceae; Aggregatibacter. 


265678913 


16S ribosomal RNA, partial sequence 223682 22507 


Peptococcu 
265678892 


254252 255652 Afipi 


ipia. 
265678876 


275297 27676 


s; Helicob 
265678865 
RNA, part 


ref|NR_029221.1 
Ss. 

ref 
a br 


NR_029200.1 
oomeae Bacte 


ref |NR_029182.1 
1 Helicobacter 
acteraceae; Heli 
ref|NR_029171.1 
ial sequence 


Peptococcus niger 


4 Peptococcus niger Bacteria; 


Afipia broomeae strain 
ria; Proteobacteria; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Helicobacter mustelae 


6 Helicobacter mustelae Bacteria; 


cobacter. 
Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
a. 


Acinetobacter tandoii 
tandoii Bacteria; 
r. 

Acinetobacter gerneri 
gerneri Bacteria; 
r. 

Acinetobacter 

Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 
r. 

Bradyrhizobium 

Bradyrhizobium 
zobiaceae; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Campylobacter lanienae 

obacter lanienae 

aceae; Campylobacter. 
Acholeplasma vituli 


vituli Bacteria; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


235414 Bacteria_16S 295603 295578 79 104 gi| 265678863 |ref|NR_029169.1 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 29653 

Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
235414 Bacteria_16S 330549 330524 79 104 gi| 265678840 |ref|NR_029145.1 
strain CC-1 16S ribosomal RNA, partial sequence 329993 33159 

Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

235414 Bacteria_16S 383334 383309 79 104 gi|265678799|ref|NR_029104.1 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 38428 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobi 
235414 Bacteria_16S 386479 386450 78 107 gi| 265678797 |ref|NR_029102.1 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydroc 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; 
235414 Bacteria_16S 562921 562896 79 104 gi| 265678677 |ref|NR_028982.1 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; A 
Acidithiobacillus. 

235414 Bacteria_16S 582443 582418 79 104 gi|265678664|ref|NR_028969.1 
strain LF13 16S ribosomal RNA, partial sequence 581868 58337 

Caldithrix. 

235414 Bacteria_16S 652222 652197 82 107 gi| 265678615 |ref|NR_028920.1 
strain CK55 16S ribosomal RNA, partial sequence 651676 65311 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

235414 Bacteria_16S 693103 693078 79 104 gi| 265678587 |ref|NR_028892.1 
strain IS1B 16S ribosomal RNA, partial sequence 692571 69404 

Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaer 
235414 Bacteria_16S 745959 745930 78 107 gi| 265678549 |ref|NR_028853.1 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
235414 Bacteria_16S 747334 747305 78 107 gi| 265678548 |ref|NR_028852.1 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
235414 Bacteria_16S 750084 750055 78 107 gi| 265678546 |ref|NR_028850.1 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Acinetobacter. 

235414 Bacteria_16S 751455 751430 82 107 gi| 265678545 |ref|NR_028849.1 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
235414 Bacteria_16S 870344 870319 79 104 gi| 265678465 |ref|NR_028768.1 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhi 
Bradyrhizobium. 

235414 Bacteria_16S 902123 902094 77 106 gi| 265678443 |ref|NR_028745.1 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectoth 
Thioalkalivibrio. 

235414 Bacteria_16S 971655 971630 79 104 gi|265678396|ref|NR_028698.1 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campyl 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
235414 Bacteria_16S 985344 985315 78 107 gi| 265678387 |ref|NR_028689.1 
strain FC 097-2 16S ribosomal RNA, complete sequence 984769 986285 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
235414 Bacteria_16S 1054116 1054091 79 104 gi| 265678341 |ref|NR_028643.1 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 105500 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Sulfurimonas. 

235414 Bacteria_16S 1057129 1057104 79 104 gi|265678339|ref|NR_028641.1 


Rhodopseudomonas 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Rhodopseudomonas. 


235414 Bacteria_16S 


1070724 1070695 78 107 gi 


265678330 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 


strain 21F-2 16S 


1079544 1079519 79 104 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


235414 Bacteria_16S 
indonesiensis str 


indonesiensis Bac 
Acetobacter. 


235414 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


235414 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


235414 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


235414 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


235414 Bacteria_16S 


C91 16S ribosomal 


1093267 1093242 79 104 gi 


1094714 1094689 79 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1096154 1096129 79 104 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1109810 1109785 77 
n JCM 1 


102 gi 
0188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 

Collinsella. 
1127975 1127950 79 
BIA Se 
ia; Pro 


v 


104 gi 


teobacteria; Epsilonproteobacte 


1179477 1179448 77 
RNA, partial sequence 


106 gi 


ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


ymour 16S ribosomal RNA, partia 


265678323 


1079018 10804 
Acetobacte 


265678314 
quence 
eria; 


265678313 
10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


265678302 
sequence 
Coriobacte 


253680771 
1 sequence 


ria; Campy 


228717704 


1178919 1180416 Nitro 


Rhodospiri 


Rhod 


ref|NR_028632.1 


llac 
ref 


eae; Tistre 
NR_028625.1 


raceae; Acetoba 
ref|NR_028616.1 

1092739 109419 
ospi 


ref |NR_028615.1 
43 1095577 Aceto 
Acetobacteracea 
ref |NR_028614.1 

1095628 109707 
pirillales; Ace 


ref |NR_028604.1 

1109258 111072 
riales; Coriobac 
ref |NR_028019.1 
127427 112890 
lobacterales; H 


R 


ref 
somo 


NR_027566.1 


rillales; Ac 


b 
e 


t 


e 


nas eutropha 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 
1 


la. 
Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 
c 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


v 


Collinsella 
0 Collinsella 
terineae; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Nitrosomonas eutropha 
C91 Bacteria; 


Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

235414 Bacteria_16S 1203712 1203687 77 102 gi| 228715356 |ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

235414 Bacteria_16S 1205219 1205194 77 102 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

235414 Bacteria_16S 1270115 1270090 77 102 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

235414 Bacteria_16S 1361006 1360977 78 107 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

235414 Bacteria_16S 1365383 1365358 79 104 gi|228719040|ref|NR_027578.1| Nitrobacter 
hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

235414 Bacteria_16S 1404599 1404570 77 106 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

235414 Bacteria_16S 1406074 1406049 79 104 gi|219857143|ref|NR_024771.1| Acetobacter 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 1405568 1406981 Acetobacter 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

235414 Bacteria_16S 1572538 1572513 79 104 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

235414 Bacteria_16S 1683870 1683806 42 107 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

235414 Bacteria_16S 1705297 1705272 77 102 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

235414 Bacteria_16S 1706788 1706763 82 107 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

235414 Bacteria_16S 1709850 1709825 82 107 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

235414 Bacteria_16S 1749425 1749400 79 104 gi|219878374|ref|NR_025513.1| Acetobacter malorum 


strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 


235414 Bacteria_ 


strain LMG 1625 
Proteobacteria; 


235414 Bacteria_ 
neutrophila strai 
neutrophila Bacte 


Halorhodospira. 


235414 Bacteria_ 


strain LUH4616 1 
Proteobacteria; 


235414 Bacteria_ 


schindleri strai 
schindleri Bacte 


235414 Bacteria_ 


norvegicum strai 
norvegicum Bacte 


Desulfomicrobium. 
235414 Bacteria_ 


strain LUH 3792T 
Bacteria; Proteo 


235414 Bacteria_ 


strain DSM 12838 
Proteobacteria; 


235414 Bacteria_ 


strain DSM 4576 
Proteobacteria; 


235414 Bacteria_ 


proteus strain 4 
Bacteria; Proteo 


235414 Bacteria_ 


strain ALC-2 16S 
Proteobacteria; 


235414 Bacteria_ 


taiwanensis stra 
taiwanensis Bact 
Rubrobacteraceae 


235414 Bacteria_ 


34632 16S riboso 
Alphaproteobacte 


235414 Bacteria_ 


canadensis strai 
canadensis Bacte 
Helicobacter. 


235414 Bacteria_ 


thiooxidans stra 
thiooxidans Bact 
Roseinatronobact 


235414 Bacteria_ 


limimaris strain 
Bacteria; Proteo 


235414 Bacteria_ 


quisquiliarum st 
quisquiliarum Ba 
Methylosarcina. 


235414 Bacteria_ 


strain AML-C10 1 
Proteobacteria; 


235414 Bacteria_ 


hyointestinalis 


Campylobacterale 


235414 Bacteria_ 


strain DSM 12272 
Firmicutes; Clos 


235414 Bacteria_ 


mesocricetorum s 
mesocricetorum B 
Helicobacter. 


235414 Bacteria_ 


16S 
al 
Alphaproteobacteria; Rhodospirillales; 
16S 1787190 1787165 79 104 gi 


1750917 1750892 79 104 gi 


ria; Proteobacteria; 
16S 1872573 1872544 78 107 

6S ribosomal RNA, partial sequence 
G 
16S 
n 
xr 


gi 


1888019 1887990 78 107 gi 


16S 1894158 1894129 77 106 gi 
n DSM 1741 16S ribosomal RNA, partial s 
x 


16S 


y. 
b 


1913393 1913364 78 107 gi 


16S 1933381 1933352 77 106 gi 


Deltaproteobacteria; 
16S 1992986 1992957 42 
1 
Gammaproteobacteria; Enterobacteriales; 
16S 2000687 2000658 42 71 gi 
2 16S ribosomal RNA, partial sequence 

b 
16S 2151226 2151197 77 106 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Sphingomonadales; 
16S 2155649 2155624 77 102 gi 
i 
e 


71 gi 


gi 


ria; Actinobacteria; 
Rubrobacter. 

16S 2301435 2301410 79 
mal RNA, partial sequence 
ria; Rhizobiales; Bradyrhizobiaceae; Af 
16S 2331792 2331767 79 104 gi 
n NLEP-16143 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobacte 


Rubrobacteridae; 
, 


104 gi 


16S 
i 
eria; Proteobacteria; Alphaproteobacter 
er. 

16S 2354404 2354375 77 106 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
16S 2412263 2412234 77 106 gi 
rain AML-D4 16S ribosomal RNA, partial 

cteria; Proteobacteria; Gammaproteobact 


2336277 2336250 79 106 gi 


b 


16S 2413829 2413800 77 106 
6S ribosomal RNA, partial sequence 
G 


gi 


16S 
subsp. 


2525728 2525703 79 104 gi 


; Campylobacteraceae; Campylobacter. 
16S 2530283 2530258 82 107 gi 


s 


tridia; Clostridiales; Clostridiaceae; 

16S 2563254 2563229 79 104 gi 
train MU97-1514 16S ribosomal RNA, part 
acteria; Proteobacteria; Epsilonproteob 


16S 2564762 2564737 79 104 gi 


n SG 3301 16S ribosomal RNA, partial s 
Gammaproteobacter 


ammaproteobacteria; Pseudomonadales; M 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 


ia; Proteobacteria; Deltaproteobacteri 


pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


acteria; Gammaproteobacteria; Enteroba 


n LS-293 16S ribosomal RNA, partial se 


n ALG 1 16S ribosomal RNA, partial seq 


ammaproteobacteria; Methylococcales; M 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 


Ac 


eq 


ia 


or 


qu 
a; 


eq 
a; 


na 


v 


E 


ct 


Er 


qu 
Ru 


ip 
s 


ri 


ue 
ia 


nce 
ob 


se 
er 


et 


ienk 


ia 
ac 


219878373 
6S ribosomal RNA, partial sequence 175041117518 
etobacte 
219878344 


uence 


v 


219878286 
1872026 18734 
axellace 
219878273 


ence 


Pseudomonad 
219878268 


uence 


Desulfo 


219878253 
19128 


dales; 


219878239 
16S ribosomal RNA, partial sequence 1932811 19342 
Desulfovibrionales; 


ence 


219857529 
2300928 2302353 Afipi 


ia. 


219857508 
equence 
Campy 


a; 


219857504 


nce 


v 


219857491 
23538 
acterale 
219857452 


e 


quence 


219857451 
2413261 24147 
hylococec 
219857360 
RNA, pa 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 
ostridiu 
219857335 
1 sequen 


teria; 


219857291 


Chroma 


Desulfomicro 
219878200 
6S ribosomal RNA, partial sequence 1992387 19938 
nterobac 
219878195 

20000 
eriales; 
219857634 
2150729 21521 
ythrobac 
219857631 


brobacte 


Rhodob 


ia; Meth 


ref|NR_025512.1 
raceae; Acetobac 
ref|NR_025483.1 

1786631 178798 
tiales; Ectothio 


ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref|NR_025407.1 

1893578 189509 
vibrionales; Des 


ref|NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025378.1 


M 


biaceae; Des 
ref |NR_025339.1 
teriaceae; Serra 
ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 
ref |NR_025223.1 
teraceae; Porphy 
ref |NR_025220.1 

2155131 215660 
rales; Rubrobact 


ref 
a bi 


NR_025117.1 
rgiae Bacter 


ref|NR_025096.1 
2331268 233272 
lobacterales; He 


ref|NR_025092.1 
2335756 233710 
acterales; Rhodo 


ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophacea 
ref|NR_025040.1 

2411699 241321 
ylococcales; Met 
ref|NR_025039.1 
acea 
ref 
rtia 


e; Methylosa 
NR_024948.1 
1 sequence 


ref|NR_024945.1 
m. 
ref|NR_024923.1 
ce 2562731 256415 
Campylobacterales 


ref 


e: 
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robacter. 
Rubrobacter 

6 Rubrobacter 

erineae; 


Afipia birgiae strain 
ia; Proteobacteria; 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Roseinatronobacter 
2 Roseinatronobacter 
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v 
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rcina. 
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2525204 2526622 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


v 


Eubacterium 


NR_024922.1 


acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


235414 Bacteria_16S 2671656 2671631 79 104 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


235414 Bacteria_16S 2676245 2676220 79 104 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
strain Pd55 16S ribosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

235414 Bacteria_16S 2707795 2707770 79 104 gi|219857183|ref|NR_024811.1| Hydrogenimonas 


thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 


235414 Bacteria_16S 2728926 2728901 79 104 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

235414 Bacteria_16S 2782710 2782681 77 106 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

235414 Bacteria_16S 2791822 2791793 78 107 gi|219857122|ref|NR_024750.1| Coprococcus catus 


strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 


235414 Bacteria_16S 2794742 2794717 79 104 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

235414 Bacteria_16S 2860173 2860148 79 104 gi|219856884|ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 
235414 Bacteria_16S 2947321 2947292 42 71 gi|219856825|ref|NR_024644.1| Serratia rubidaea 


strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

235414 Bacteria_16S 3079026 3079001 79 104 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
235414 Bacteria_16S 3082178 3082153 79 104 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 
235414 Bacteria_16S 3088157 3088132 79 104 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 


235414 Bacteria_16S 3146656 3146631 79 104 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

235414 Bacteria_16S 3219693 3219668 79 104 gi|219846774|ref|NR_026366.1| Coprothermobacter 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprothermobacter platensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Coprothermobacter. 
235414 Bacteria_16S 3440375 3440346 78 107 gi|219846616|ref|NR_026208.1| Acinetobacter junii 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
235414 Bacteria_16S 3441884 3441855 78 107 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 
235414 Bacteria_16S 3443394 3443365 78 107 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
235414 Bacteria_16S 3569838 3569813 79 104 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 
235414 Bacteria_16S 3588099 3588074 79 104 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
235414 Bacteria_16S 3591195 3591170 79 104 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 
235414 Bacteria_16S 3592720 3592695 82 107 gi|219846513|ref|NR_026105.1| Clostridium puniceum 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
235414 Bacteria_16S 3635051 3635026 79 104 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
235414 Bacteria_16S 3633 3609 82 106 gi| 265679061 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 
235414 Bacteria_16S 5104 5076 79 107 gi| 265679060 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
235414 Bacteria_16S 6566 6538 79 107 gi| 265679059 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
235414 Bacteria_16S 8023 7995 79 107 gi| 265679058 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
235414 Bacteria_16S 12497 12469 79 107 gi| 265679055 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 
Spirochaetes; rochaetales; Brachyspiraceae; Brachyspira. 
235414 Bacteria_16S 62664 62636 79 107 gi| 265679022 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
235414 Bacteria_16S 67199 67171 78 106 gi| 265679019 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sp 
Sphingomonas. 
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strain R65 16S r 
Proteobacteria; 


235414 Bacteria_ 


16S 103502 103474 79 107 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 

bacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 

16S 190426 190398 78 106 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
ibosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 

Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

16S 196467 196439 78 106 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
ibosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 

Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

16S 207356 207328 79 107 gi|265678924|ref|NR_029232.1| Clostridium 

ain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 

teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 213600 213576 82 106 gi|265678920|ref|NR_029228.1| Marinomonas vaga 

bosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 

Gammaproteobacteria; Oceanospirillales; Marinomonas. 

16S 215121 215093 78 106 gi|265678919|ref|NR_029227.1| Halomonas elongata 
ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 

Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

16S 244296 244272 78 102 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 

tridia; Clostridiales; Veillonellaceae; Megasphaera. 

16S 318274 318246 79 107 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 

i strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 

i Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
16S 329044 329016 79 107 gi|265678841|ref|NR_029146.1| Sedimentibacter 
strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 

bacter. 

16S 336877 336849 79 107 gi| 265678833 |ref|NR_029138.1| Parascardovia 

in B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 

eria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 

16S 338442 338414 79 107 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 

RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 

bacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 

16S 372675 372647 78 106 gi| 265678806 |ref|NR_029111.1]| Sphingomonas 

train FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 

acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

16S 381821 381793 78 106 gi|265678800|ref|NR_029105.1| Parvibaculum 

strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

16S 384913 384889 82 106 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 

ibosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 

Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

16S 418834 418810 82 106 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 

ibosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 

Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

16S 445117 445093 82 106 gi| 265678758 |ref|NR_029063.1| Pseudomonas 

rain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 

cteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

16S 457469 457445 82 106 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 

Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

16S 458921 458897 82 106 gi|265678745|ref|NR_029050.1| Pseudomonas 

ain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 

teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

16S 471018 470994 82 106 gi|265678737|ref|NR_029042.1| Pseudomonas lini 

6S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 

Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

16S 492587 492563 82 106 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 

ibosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 

Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

16S 555211 555187 82 106 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 


strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
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235414 Bacteria_16S 592934 592906 78 


106 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
106 


partial se 


265678667 
ence 57740 
irillales; 
265678657 


gi 


gi 


quence 572888 


574399 Corynebacterium 


hassiacum strain W-51 16S ribosomal RNA, partial sequence 59240 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 

235414 Bacteria_16S 632420 632392 79 107 gi| 265678629 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 63335 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacte 
235414 Bacteria_16S 640098 640074 82 106 gi| 265678624 
strain 520-20 16S ribosomal RNA, complete sequence 639529 64105 


Proteobacteria; 


235414 Bacteria_ 


acidiphila strai 
Bacteria; Proteo 


235414 Bacteria_ 


N7 16S ribosomal 
Gammaproteobacte 


235414 Bacteria_ 


pinnipedialis st 
pinnipedialis Ba 


235414 Bacteria_ 


frederiksbergens 
frederiksbergens 
Pseudomonas. 


235414 Bacteria_ 


strain SCII24 16 
Proteobacteria; 


235414 Bacteria_ 


grignonense stra 
grignonense Bact 


235414 Bacteria_ 


indolicum strain 
Bacteria; Proteo 


235414 Bacteria_ 


biprosthecium st 
biprosthecium Ba 
Asticcacaulis. 


235414 Bacteria_ 


strain SW-45 16S 
Proteobacteria; 


235414 Bacteria_ 


strain J1 16S ri 
Proteobacteria; 


235414 Bacteria_ 


mediterranea str 
mediterranea Bac 
Pseudomonas. 


235414 Bacteria_ 


strain Pull 5.3 
Proteobacteria; 


235414 Bacteria_ 


strain AIP313.00 
Firmicutes; Clos 


235414 Bacteria_ 


strain IMT37 16S 
Proteobacteria; 


235414 Bacteria_ 


Gammaproteobacteria; Pseudomonadales; P 
16S 649359 649331 79 107 gi 
n B2 16S ribosomal RNA, partial sequenc 
bacteria; Alphaproteobacteria; Rhizobia 
16S 659694 659670 82 106 gi 


RNA, partial sequence 659171 660617 Morax 
ria; Pseudomonadales; Moraxellaceae; Moraxella. 
16S 661234 661210 78 102 gi| 265678608 


xr 
cteria; Firmicutes; Bacillales; Jeotgal 
16S 671867 671843 82 106 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; 


i 
i 


16S 678030 678002 79 107 

S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bruce 
16S 679475 679447 79 107 gi 


gi 


eria; Proteobacteria; Alphaproteobacter 
16S 685365 685337 79 107 gi 


bacteria; Deltaproteobacteria; Desulfob 
16S 720139 720111 78 106 gi 
rain ACM 2498 16S ribosomal RNA, partia 


Cc 


16S 763395 763371 82 106 
ribosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Alteromonadales; Alteromonad 
16S 767962 767934 79 107 gi| 265678534 
bosomal RNA, partial sequence 767437 76891 
Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
16S 784986 784962 82 106 gi| 265678522 
ain CFBP 5447 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Gammaproteobacteria; Pseud 
16S 791115 791091 82 106 gi| 265678518 


16S ribosomal RNA, 
Gammaproteobacteria; Alteromonadales; P 
16S 804903 804879 78 102 gi 


tridia; Clostridiales; Veillonellaceae; 
16S 821613 821589 82 106 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 854976 854948 79 107 gi 


ain A/G14/99/10 16S ribosomal RNA, partial seque 


Gammaproteobacteria; 


677507 67890 


in OgA9a 16S ribosomal RNA, partial sequence 


In04 16S ribosomal RNA, partial sequence 


teria; Proteobacteria; Alphaproteobacteria; 


762839 76433 


complete sequence 790537 79204 


16S ribosomal RNA, partial sequence 804384 80579 


821061 82256 


seudomonad 
265678618 
e 64884 
les; Beije 
265678609 


icoccus. 
265678601 
ial sequen 


265678597 


llaceae; O 
265678596 


ia; Rhizob 
265678592 
68477 
acterales; 
265678568 
1 sequence 
Caul 


265678537 


sychromona 
265678509 


Anaeroglo 
265678498 


seudomonad 


tinomycetales; Corynebacterineae; 
ref|NR_028972.1| Thalassolituus 
5 578770 Thalassolituus oleivorans 
Thalassolituus. 
ref |NR_028962.1| Novosphingobium 
8 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 
ref|NR_028934.1| Acetobacterium tundrae 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028923.1| Methylocapsa 
0 650254 Methylocapsa acidiphila 
rinckiaceae; Methylocapsa. 
ref|NR_028914.1| Moraxella canis strain 
ella canis Bacteria; Proteobacteria; 
ref|NR_028913.1| Jeotgalicoccus 
nce 660668 662086 Jeotgalicoccus 
ref|NR_028906.1] Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 
chrobactrum. 
ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028897.1| Desulfobacterium 
4 686292 Desulfobacterium indolicum 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_028872.1| Asticcacaulis 

719632 721036 Asticcacaulis 
obacterales; Caulobacteraceae; 
ref|NR_028841.1| Marinobacter litoralis 


4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 
ref|NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 


ae; Devosia. 
ref|NR_028826.1| Pseudomonas 

784432 785869 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_028821.1| Psychromonas arctica 


3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 

ref|NR_028812.1| Anaeroglobus geminatus 
1 Anaeroglobus geminatus Bacteria; 

bus. 
ref|NR_028801.1| Pseudomonas indica 
9 Pseudomonas indica Bacteria; 
aceae; Pseudomonas. 


265678475 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteria 


ceae; Propionibacterium. 


ref|NR_028778.1| Propionibacterium 
854408 855931 Propionibacterium 


235414 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


235414 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


235414 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


235414 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


235414 Bacteria_16S 


199/55 16S riboso: 
Gammaproteobacter 


235414 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


235414 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


235414 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


235414 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


235414 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


235414 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; G 


235414 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


235414 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


235414 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


235414 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


235414 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


235414 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 


strain Esulfidel 


Proteobacteria; G 


235414 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


235414 Bacteria_16S 


thermacidophilum 


Bifidobacteriales 


235414 Bacteria_16S 


strain E58 16S ri 
Chlamydiae; Chlam 


903626 903602 82 106 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
906725 906701 82 106 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


908222 908194 78 106 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
82 106 gi 
complete sequence 
Pseudomonadales; P 
82 106 gi 


960896 960872 
16S ribosomal RNA, 
ammaproteobacteria; 
967107 967083 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1014437 1014413 82 106 gi 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1015933 1015909 82 106 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1064815 1064791 82 106 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1067731 1067703 78 106 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1078034 1078006 78 106 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1084009 1083981 78 106 gi 


Mo 
gi 


ia; Sphingomonadales; Sphingomonadacea 

1088680 1088656 82 106 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1152196 1152172 82 106 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1159725 1159701 82 106 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1177954 1177926 79 107 gi 
osomal RNA, partial sequence 
aetes; Spirochaetales; Brachyspiraceae 
1211276 1211252 82 106 gi 
rain Slthf2 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


1212753 1212729 82 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1214246 1214222 82 106 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1215726 1215702 82 106 gi 


106 gi 


ammaproteobacteria; Oceanospirillales; 
1292467 1292443 82 106 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


1330576 1330548 79 107 gi 
subsp. porcinum strain P3-14 16S ribos 


; Bifidobacteriaceae; Bifidobacterium. 


1366970 1366942 79 107 gi 
bosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydophila. 


235414 Bacteria_16S 
silvestris strain BL2 16S ribosomal RNA, partial sequence 


907717 90916 


966531 96793 


1013897 1015342 Morax 


1015393 10168 


1151622 11530 


1177428 11788 


teria; 


12122091 


1213697 1 


tial seque 
oteobacter 


omal RNA, 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


1366379 13679 


265678442 
e 90307 
lales; Leg 
265678440 
al sequenc 
eria; Desu 


265678439 


Erythrobac 
265678404 
96032 
seudomonad 
265678400 


Halomonad 
265678368 


raxella. 
265678367 


oraxellace 
265678334 
sequence 
ria; Ocean 
265678332 
ence 10672 
onadales; 
265678324 
LO775 
Sphingomon 
265678320 


e; Sphingo 
265678317 
ence 10881 
nadales; P 
253680755 


sychromona 
228721485 

11591 
7 Peptococ 
228718030 
; Brachysp 
224581438 
sequence 
Oce 


224581437 
2136 
Halomonad 
224581436 
2151 
Halomonad 
224581404 


Halomonad 
228716433 


219846082 


228718799 


1380619 1380591 79 107 gi 


ref 


ref 


ref 


ref 


acea 
ref 


acea 
ref 
ella 


ref 


ae; 
ref 


ospi 
ref 


Sphi 
ref 


adac 
ref 
gobi 


ref 


seud 
ref 


dace 
ref 


cace 
ref 


ira. 
ref 


anos 
ref 


acea 
ref 


acea 
ref 


acea 
ref 
nce 
ia; 


ref 
comp 


ref 


228717274 


ref 


2 904507 Legio 
ione 


e 906169 90766 
lfob 
0 Erythrobacter 


tera 


3 961843 Pseud 


1064282 10657 


03 1068656 Sphin 


29 1078967 Sphin 


bium. 


07 1089634 Pseud 


67 Psychromonas 


66 1160688 Desul 


1210750 12121 


NR_028744.1 


llaceae; Le 
NR_028742.1 
6 
acterales; 


NR_028741.1 


ceae; Eryth 
NR_028706.1 


e; Pseudomon 
NR_028702.1 


e; 
NR_028670.1 
ovis Bacter 


NR_028669.1 


Moraxella. 

NR_028636.1 
0 
rillales; Ma 
NR_028634.1 
g 
ngomonadacea 
NR_028626.1 
g 
eae; Sphingo: 
NR_028622.1 
um amiense B 


NR_028619.1 
° 
omonadaceae; 


’ 


NR_028003.1 


ae; Psychro 
NR_027608.1 
£ 
ae; Desulfot 
NR_027570.1 


NR_027220.1 
5 
pirillales; 


NR_027219.1 


e; Halomonas 
NR_027218.1 


e; Halomona 
NR_027185.1 


e; 

NR_027551.1 
129190 

Alteromonada 


NR_025672.1 
lete sequenc 


NR_027576.1 


26 Chlamydophila 


n 
g 


D 


xr 


fo} 


Legionella gresilensis 
ella gresilensis 
ionella. 

Desulforhopalus 

Desulforhopalus 
esulfobulbaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Halomonas campisalis 


0 Halomonas campisalis Bacteria; 
Halomonas. 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Marinomonas 
0 Marinomonas 
rinomonas. 

Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Sphingobium amiense 
acteria; Proteobacteria; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Psychromonas kaikoae 


kaikoae Bacteria; 
monas. 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Ss. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Halomonas. 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Bifidobacterium 


e 1330013 1331535 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


NR_027561.1 


Methylocella 


1380115 1381523 Methylocella silvestris BL2 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


235414 Bacteria_16S 1400106 1400078 78 106 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

235414 Bacteria_16S 1407537 1407509 78 106 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

235414 Bacteria_16S 1413598 1413570 78 106 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

235414 Bacteria_16S 1415104 1415080 82 106 gi|224581448|ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

235414 Bacteria_16S 1462428 1462404 82 106 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

235414 Bacteria_16S 1578667 1578643 82 106 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

235414 Bacteria_16S 1628933 1628905 79 107 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

235414 Bacteria_16S 1641080 1641056 82 106 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

235414 Bacteria_16S 1642642 1642618 82 106 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

235414 Bacteria_16S 1644203 1644179 82 106 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 1645153 Pseudomonas antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

235414 Bacteria_16S 1656347 1656319 79 107 gi| 219878437 |ref|NR_025576.1| Ochrobactrum 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 1655822 1657274 Ochrobactrum 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
235414 Bacteria_16S 1694522 1694498 82 106 gi|219878411|ref|NR_025550.1| Pseudomonas cannabina 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 1695461 Pseudomonas cannabina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

235414 Bacteria_16S 1696066 1696042 82 106 gi|219878410|ref|NR_025549.1| Pseudomonas tremae 
strain TOl 16S ribosomal RNA, partial sequence 1695512 1697005 Pseudomonas tremae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

235414 Bacteria_16S 1722064 1722040 82 106 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

235414 Bacteria_16S 1723605 1723581 82 106 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

235414 Bacteria_16S 1737219 1737195 82 106 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

235414 Bacteria_16S 1757147 1757123 82 106 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

235414 Bacteria_16S 1767607 1767579 79 107 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

235414 Bacteria_16S 1784143 1784119 82 106 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

235414 Bacteria_16S 1956078 1956050 78 106 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

235414 Bacteria_16S 1982021 1981993 78 106 gi|219878207|ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

235414 Bacteria_16S 1983606 1983578 78 106 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

235414 Bacteria_16S 1985190 1985162 78 106 gi| 219878205 |ref|NR_025344.1| Chondromyces 


apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 


1984609 198614 


2 Chondromyces 


apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; 


Chondromyces. 

235414 Bacteria_16S 
strain ATCC 15260 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 
strain DSM 169 16 
Proteobacteria; Gammaproteobacteria; 
235414 Bacteria_16S 
strain IBS 506 16 
Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
235414 Bacteria_16S 
strain IBS 382 16 
Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 
Soel 16S ribosoma 
Gammaproteobacteria; 
235414 Bacteria_16S 
strain SW-46 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 
microaerophila st 
microaerophila Bacteria; 
Thioalkalispira. 
235414 Bacteria_16S 
micronuciformis s 
micronuciformis Bacteria; 
235414 Bacteria_16S 
strain Ps 9-14 16S ribos 
Proteobacteria; Gammaproteobacteria; 
235414 Bacteria_16S 
umsongensis strain Ps 3- 
umsongensis Bacteria; 
Pseudomonas. 
235414 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; Gammaproteobacteria; 
235414 Bacteria_16S 
strain K9951 16S 
Proteobacteria; 
235414 Bacteria_16S 
extremorientalis strain KMM 3447 16S 
extremorientalis Bacteria; 
Pseudomonas. 
235414 Bacteria_16S 


ia; Actinobacteria; 


Xanthomonadales; 


Firmicutes; 


Proteobacteria; 


Gammaproteobacteria; 


2015880 2015852 78 


2029321 2029293 78 
S ribosomal RNA, partial sequence 


2075267 2075239 79 
S ribosomal RNA, partial sequence 


2078350 2078322 79 
DSM 20700 16S ribosomal RNA, partial 


2084520 2084492 79 
S ribosomal RNA, partial sequence 
Rhizobiales; Bartonellace 
2089069 2089041 79 
1 RNA, partial sequence 


2117947 2117919 78 
partial sequence 


2127097 2127073 82 
rain ALEN 1 16S ribosomal RNA, partial 
Proteobacteria; 


2140626 2140602 78 
train AIP 412.00 16S ribosomal RNA, pa 


2143616 2143592 82 
omal RNA, partial sequence 


2145121 2145097 82 
10 16S ribosomal RNA, partial s 
2146626 2146602 82 


ribosomal RNA, partial sequence 


2187589 2187565 82 
ribosomal RNA, partial sequence 


2219352 2219328 82 
Proteobacteria; 


2234508 2234484 82 


eae; Propionibacterium. 


Sorangiineae; Polyangiaceae; 


106 gi| 219878185 |ref|NR_025324.1| Caulobacter leidyia 
partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Sphingomonadales; Sphingomonadaceae. 

106 gi|219878176|ref|NR_025315.1| Chromatium okenii 

2028754 2030144 Chromatium okenii Bacteria; 
Chromatiales; Chromatiaceae; Chromatium. 
107 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
2074760 2076200 Bartonella tribocorum Bacteria; 
Rhizobiales; Bartonellaceae; Bartonella. 
107 gi|219878137|ref|NR_025276.1| Propionibacterium 
sequence 2077807 2079320 Propionibacterium 
Actinobacteridae; Actinomycetales; Propionibacterineae; 
107 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
2084014 2085453 Bartonella alsatica Bacteria; 


107 gi 


Sinobacteraceae; 
106 gi 


Sphingomonadales; 
106 gi 


Gammaproteobac 
102 gi 


Clost 
gi 


Clostridia; 
106 


Pseudomonadales; P 
106 gi 


Gammaproteobacter 


106 gi 
Pseudomonadales; P 
106 gi 


Legionellales; Leg 
106 gi 
ribosomal RNA, par 
Gammaproteob 


106 gi 


costantinii strain CFBP 5705 16S ribosomal RNA, partial 


costantinii Bacte 
Pseudomonas. 

235414 Bacteria_16S 
strain Pl 16S ribosomal RNA, partial 


ria; Proteobacteria; 


2268305 2268281 78 


Gammaproteobacter 


102 gi 


sequence 


2088549 2089942 Nevskia r 


2117441 21188 


2143068 21445 


2146078 21475 


2187032 21885 


2267708 22692 


ae; 
219878130 


ref 


Nevskia. 
219857656|ref 
Erythrobac 
219857650|ref 
sequence 2 
teria; Chromat 


219857641|ref 
rtial sequence 
ridiales; Veil 
219857639 |ref 


seudomonadaceae; 
219857638|ref 
equence 2 
ia; 
219857637 |ref 


seudomonadaceae; 
219857607 |ref 


ionellaceae; 
219857586|ref 
tial sequence 
acteria; P 


219857576 
sequence 
ia; 


219857554 |ref 


Bartonella. 
NR_025269.1 
amosa Bacte 


NR_025245.1 
82 Erythrobacter 
teraceae; 
NR_025239.1 
126557 21279 
iales; 
NR_025230.1 


lonellaceae; 
NR_025228.1 


NR_025226.1 


seudomonada 


Pseudomonadales; 


NR_025142.1 


ria; Proteobacteria; 


flavus Bacteria; 
robacter. 
Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Eryth 


8 
Ectot 


Megasphaera 
214009 


Megasphaera. 


as. 

Pseudomonas 
27 Pseudomonas 
Pseudomonadaceae; 


as. 


la. 


Pseudomonas 
221879 
les; Pseudomonadaceae; 
. Pseudomonas 
235447 Pseudomonas 


Pseudomonadaceae; 


Nevskia ramosa strain 


Erythrobacter flavus 


2 2141502 Megasphaera 


Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
Pseudomon 
NR_025227.1 
144573 21460 
Pseudomonadales; 


Pseudomonas jinjuensis 
31 Pseudomonas jinjuensis Bacteria; 

Pseudomon 
NR_025196.1| Legionella busanensis 
07 Legionella busanensis Bacteria; 
Legionel 
NR_025174.1 
2 2220307 Pseudomonas 


Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 


Proteobacteria; 


235414 Bacteria_ 


buryatense strai 
Bacteria; Proteo 


235414 Bacteria_ 


strain CFML 97-3 
Proteobacteria; 


235414 Bacteria_ 


strain CFML 97-5 
Bacteria; Proteo 


235414 Bacteria_ 


strain IBS 325 1 
Proteobacteria; 


235414 Bacteria_ 


peptonophila str 
peptonophila Bac 


235414 Bacteria_ 


strain JSS-26 16 
Proteobacteria; 


Deltaproteobacteria; Desulfobacterales; 
16S 2277468 2277440 78 106 gi 
n 5B 16S ribosomal RNA, partial sequenc 
bacteria; Gammaproteobacteria; Methyloc 
16S 2321308 2321284 82 106 gi 
91 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2322860 2322836 82 106 gi 
14 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2395432 2395404 79 107 gi 
6S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Barto 
16S 2451809 2451785 78 102 gi 
ain KCTC 9740 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Thermoac 
16S 2459262 2459234 78 106 gi 
S ribosomal RNA, partial sequence 
Alphaproteobacteria; 


Sphingomonadales; 


2394935 23963 


Desulfoba 
219857548 
e 22768 
occales; M 
219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857463 


nellaceae; 
219857418 
1 sequence 
tinomyceta 


cteraceae; Desul 
ref|NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025051.1 


Bartonella. 
ref|NR_025006.1 
2451243 245274 
ceae; Seinonella 


219857410 


Sphingomon 


ref|NR_024998.1 


adaceae; Sphingo: 


fofaba. 

Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Seinonella 
3 Seinonella 


Sphingomonas koreensis 


2458757 2460197 Sphingomonas koreensis Bacteria; 


monas . 


235414 Bacteria_16S 2460753 2460725 78 106 
strain JSS-7 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


235414 Bacteria_16S 2471488 2471460 78 106 


versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
235414 Bacteria_16S 
strain 2074-AUS-E 
Proteobacteria; 
235414 Bacteria_16S 


2501478 2501454 82 106 


2502984 2502960 82 106 


Proteobacteria; 
2515150 2515126 78 


beliardensis Bacteria; 


235414 Bacteria_16S 102 


strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Calor 
Caloramator. 


Clostridiales; Clostridiaceae; 
2521233 2521209 82 


Clostridia; 


235414 Bacteria_16S 106 


thivervalensis strain SBK26 16S ribosomal RNA, partial 
Gammaproteobacteria; 


thivervalensis Bacteria; Proteobacteria; 


Pseudomonas. 
235414 Bacteria_16S 


2522713 2522689 82 106 


brassicacearum strain DBK11 16S ribosomal RNA, partial 
Gammaproteobacteria; 


brassicacearum Bacteria; Proteobacteria; 
Pseudomonas. 
235414 Bacteria_16S 
strain ATCC 4973 
Proteobacteria; 
235414 Bacteria_16S 
strain CIP 105469 
Bacteria; 
235414 Bacteria_16 
strain CIP 105470 
Proteobacteria; 
235414 Bacteria_16 
strain CIP 105259 
Proteobacteria; 
235414 Bacteria_16 
strain CIP 105274 
Proteobacteria; 
235414 Bacteria_16S 
strain CFML 96-19 
Proteobacteria; 
235414 Bacteria_16S 2581551 2581527 82 
strain CIP 104664 16S ribosomal RNA, 
Bacteria; 
235414 Bacteria_16S 
strain CIP 104883 
Bacteria; 
235414 Bacteria_16S 
strain CFML 96-17 
Bacteria; 
235414 Bacteria_16S 2586270 2586246 82 
mediterranea strain MMB1 16S ribosomal RNA, 
mediterranea MMB-1 Bacteria; Proteobacteria; 
235414 Bacteria_16S 2595528 2595504 82 
strain CIP 105273 
Proteobacteria; 
235414 Bacteria_16S 2597094 2597070 82 
strain CIP 105460 16S ribosomal RNA, 
Bacteria; 
235414 Bacteria_16S 2713604 2713580 78 102 
strain SHK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
235414 Bacteria_16S 


2528785 2528761 82 106 


2555539 2555515 82 106 


Ss 2557105 2557081 82 106 


Ss 2561731 2561707 82 106 


s 2570864 2570840 82 106 


2579985 2579961 82 


106 


106 


2583121 2583097 82 


106 


2584690 2584666 82 


106 


106 


106 


106 


2715121 2715097 82 106 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


okhotskensis Bacteria; 
Psychrobacter. 
235414 Bacteria_16S 2730434 2730410 78 102 
strain SIR-1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
235414 Bacteria_16S 


Proteobacteria; 


2775214 2775186 78 106 


Sphingomonadales; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; 
ref 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legion 
ref 
amator coolhaasi 


16S ribosomal RNA, partial sequence 2528225 25296 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
ref 
16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
ref 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
ref 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
ref 
8 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
ref 
complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


complete sequence 
Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
ref 
29 2598044 Pseudo: 
Pseudomonadaceae; 
ref 
15 Enhygromyxa salina Bacteria; 


complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Deltaproteobacteria; Myxococcales; Enhygromyxa. 


Deltaproteobacteria; Myxococcales; Nannocystineae; 
ref 


gi|219857409 
2460248 24616 


219857402 
24709 


gi 
21 


219857381 
25009 


gi 
08 


gi| 219857380 


gi|219857367 


219857363 
sequence 


gi 


219857362 
sequence 


gi 


gi| 219857358 


219857340 
25549 


gi 
74 


219857339 
25565 


gi 
40 


219857336 
25611 


gi 
68 


219857287 
25702 


gi 
99 


219857281 
25794 


gi 
20 


219857280 
25809 


gi 
86 


219857279 
25825 
P 
219857278 
25841 


gi 
58 


gi 
gi|219857277 


219857271 
25949 


gi 


219857270 
25965 


gi 
gi] 219857179 
2713036 27145 
gi|219857178 


219857167 
313 


gi 
2729867 27 


gi| 219857133 


ref 
89 Sphingomonas aquatilis Bacteria; 
Sphingomonadaceae; Sphingomonas. 


ref 


Ectothiorhodospirace 
ref 


ref 
Pseudomonadales; 
ref 
Pseudomonadales; 


ref 
82 Pseudomonas fragi Bacteria; 


Pseudomonadaceae; 
ref 


Pseudomonadaceae; 
ref 


seudomonadaceae; 
ref 
25 2585640 Pseudo: 
Pseudomonadaceae; 
ref 


Oceanospirillal 


ref 
61 2596478 Pseudo 


ref 
Pseudomonadales; 


ref 
50 Plesiocystis 


NR_024997.1 


NR_024990.1 
2472353 Thioal 


NR_024969.1 
2502354 Legion 
Legionella. 

NR_024968.1 
250240 


NR_024955.1 


NR_024951.1 
2520665 252209 
Ps 


NR_024950.1 
2522145 252361 
Ps 


NR_024946.1 


Pseudomon 
NR_024928.1 
2556489 Pseudo 


NR_024927.1 
2558055 Pseudo 
Pseudomon 
NR_024924.1 
2562680 Pseudo 
Pseudomon 
NR_024918.1 
2571813 Pseudo 
Pseudomon 
NR_024912.1 
2580935 Pseudo 
Pseudomon 
NR_024911.1 
2582507 Pseudo 


NR_024910.1 
2584074 Pseudo 


NR_024909.1 
NR_024908.1 
2585691 258722 
NR_024902.1 
Pseudomon 
NR_024901.1 


NR_024807.1 


NR_024806.1 
2714566 271605 
Mora 


NR_024795.1 


Nannocystaceae 


Sphingomonas aquatilis 


Thioalkalivibrio 
kalivibrio versutus 

ae; Thioalkalivibrio. 
Legionella waltersii 
ella waltersii Bacteria; 


Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Pseudomonas fragi 


as. 
Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 

Pseudomonas. 

Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Enhygromyxa salina 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


NR_024761.1 


Streptomyces platensis 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomycetaceae; 


Streptomyces. 


235414 Bacteria_16S 
strain AP3 16S ribosomal RNA, partial sequence 
Proteobacteria; 
235414 Bacteria_16S 
strain EJ2M-B 16S 
Proteobacteria; 
235414 Bacteria_16S 


2779776 2779748 78 106 gi 
Thi 


gi 


Gammaproteobacteria; Thiotrichales; 
2781239 2781215 82 106 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; 
2815812 2815788 82 106 


Thi 
gi 


alcaliphila strain AL15-21 16S ribosomal RNA, partial s 


alcaliphila Bacteria; 


Pseudomonas. 


235414 Bacteria_16S 
strain ATCC 13522 
Proteobacteria; Gammaproteobacteria; Pseudomo 


Bacteria; 


235414 Bacteria_16S 
strain ATCC 49968 
Proteobacteria; Gammaproteobacteria; Pseudomo 


Bacteria; 


235414 Bacteria_16S 
echinoides strain 


Proteobacteria; Gammaproteobacter 


2853987 2853963 82 106 gi 
16S ribosomal RNA, partial sequence 


2858670 2858646 82 106 gi 
16S ribosomal RNA, partial sequence 


2864795 2864767 78 106 gi 
ATCC 14820 16S ribosomal RNA, partial 


echinoides Bacteria; Proteobacteria; Alphaproteobacteri 


Sphingomonas. 
235414 Bacteria_16S 
oligophenolica 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 


2885081 2885053 78 106 gi 


Sphingomonadales; 


2920083 2920059 82 106 gi 


plecoglossicida strain FPC951 16S ribosomal RNA, partia 


plecoglossicida Bacteria; 


Pseudomonas. 


235414 Bacteria_16S 
strain IFO 15467 
Proteobacteria; 

235414 Bacteria_16S 
jannaschii strain 


Proteobacteria; Gammaproteoba 


2930557 2930533 82 106 gi 
Gammaproteobacteria; Oceanospirillales; 
2933576 2933552 82 106 gi 


IFO 15466 16S ribosomal RNA, partial 


jannaschii Bacteria; Proteobacteria; Gammaproteobacteri 


Marinobacterium. 
235414 Bacteria_16S 


2971413 2971389 82 106 gi 


resinovorans strain LMG 2274 16S ribosomal RNA, partial 


resinovorans Bacteria; 


Pseudomonas. 


235414 Bacteria_16S 


Proteobacteria; Gammaproteobacte 


2972928 2972904 82 106 gi 


citronellolis strain DSM 50332 16S ribosomal RNA, parti 


citronellolis Bacteria; 


Pseudomonas. 


235414 Bacteria_16S 
strain PCl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
235414 Bacteria_16S 
pneumoniae strain 


Proteobacteria; Gammaproteobact 


2974490 2974466 82 106 gi 
Gammaproteobacteria; Pseudomonadales; P 
2982106 2982078 79 107 gi 


pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydi 


235414 Bacteria_16S 
strain 441-1 16S 
Proteobacteria; 

235414 Bacteria_16S 
strain K 16S ribo 


2992773 2992749 82 106 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 
3071526 3071498 79 107 gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


235414 Bacteria_16S 
strain DSM 11363 
Proteobacteria; 

235414 Bacteria_16S 
strain IFO 10550 


Firmicutes; 


235414 Bacteria_16S 


3177203 3177179 82 106 gi 
Gammaproteobacteria; Pseudomonadales; P 
3209075 3209047 78 106 gi 


Sphingomonadales; 
3210567 3210539 78 106 gi 
Sphingomonadales; 
3261923 3261895 78 106 gi 
Sphingomonadales; 
3275580 3275552 79 107 gi 


Clostridiales; Eubacteriaceae; 
3277099 3277071 79 107 gi 


219857130 


2779259 27806 


otrichacea 
219857129 


2780730 27821 


otrichacea 
219856913 
equence 

ia; Pseudo: 


219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856881 
sequence 
a; Sphingo: 


219856866 


2884576 28858 


Sphingomon 
219856843 
1 sequence 
cteria; Ps 


219856836 


16S ribosomal RNA, partial sequence 2930007 29314 


Oceanobac 
219856834 
sequence 

a; Alterom 


219846942 
sequence 
ria; Pseud 


219846941 
al sequenc 
eria; Pseu 


219846940 


2973936 29754 


seudomonad 
219846935 


TW-183 16S ribosomal RNA, partial sequence 


aceae; Chl 
219846928 


2992209 29936 


ionellacea 
219846874 


somal RNA, partial sequence 3071024 3072416 Methy 


rinckiacea 
219846803 


16S ribosomal RNA, partial sequence 3176631 31781 


seudomonad 
219846782 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 
strain IFO 15498 


Sphingomon 
219846781 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 
strain LMG 2142 1 


Sphingomon 
219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
235414 Bacteria_16S 
strain DSM 8239 1 


Sphingomon 
219846737 


6S ribosomal RNA, partial sequence 3275046 32765 
Clostridia; 


Acetobacte 


monadales; 


monadales; 


ref|NR_024758.1| Thiothrix eikelboomii 

79 Thiothrix eikelboomii Bacteria; 

e; Thiothrix. 

ref|NR_024757.1| Thiothrix flexilis 

46 Thiothrix flexilis Bacteria; 

e; Thiothrix. 

ref|NR_024734.1] Pseudomonas 
2815260 2816748 Pseudomonas 

Pseudomonadaceae; 


ref|NR_024707.1| Pseudomonas savastanoi 
33 2854934 Pseudomonas savastanoi 
seudomonadaceae; Pseudomonas. 
ref|NR_024704.1| Pseudomonas lundensis 
10 2859620 Pseudomonas lundensis 
seudomonadaceae; Pseudomonas. 
ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 
Sphingomonadaceae; 


ref |NR_024685.1| Sphingomonas 

81 Sphingomonas oligophenolica Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024662.1| Pseudomonas 

2919511 2921008 Pseudomonas 
eudomonadales; Pseudomonadaceae; 


ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024653.1| Marinobacterium 
2933018 2934480 Marinobacterium 
onadales; Alteromonadaceae; 


Oceanobacter kriegii 
kriegii Bacteria; 


ref|NR_026534.1] Pseudomonas 
2970861 2972325 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref |NR_026533.1] Pseudomonas 
e 2972376 2973885 Pseudomonas 
domonadales; Pseudomonadaceae; 


ref|NR_026532.1| Pseudomonas cichorii 

29 Pseudomonas cichorii Bacteria; 

aceae; Pseudomonas. 

ref|NR_026527.1| Chlamydophila 
2981577 2983055 Chlamydophila 

amydophila. 

ref|NR_026520.1| Legionella brunensis 

81 Legionella brunensis Bacteria; 

e; Legionella. 

ref|NR_026466.1| Methylocella palustris 

locella palustris Bacteria; 

e; Methylocella. 

ref|NR_026395.1| Pseudomonas graminis 

59 Pseudomonas graminis Bacteria; 

aceae; Pseudomonas. 

ref |NR_026374.1| Sphingomonas 

11 Sphingomonas mali Bacteria; 

adaceae; Sphingomonas. 

ref |NR_026373.1| Sphingomonas 

03 Sphingomonas pruni Bacteria; 

adaceae; Sphingomonas. 

ref |NR_026338.1| Sphingomonas trueperi 

78 Sphingomonas trueperi Bacteria; 

adaceae; Sphingomonas. 

ref|NR_026329.1| Acetobacterium bakii 

04 Acetobacterium bakii Bacteria; 

rium. 


mali 


pruni 


219846736 


fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 


fimetarium Bacteria; 


Firmicutes; Clostridia; Clostridia 


les; Eubac 


ref|NR_026328.1| Acetobacterium 
3276555 3278023 Acetobacterium 
teriaceae; Acetobacterium. 


235414 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


235414 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


235414 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


235414 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


235414 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


235414 Bacteria_16S 


strain BN6 16S ri 
Proteobacteria; A 


3278608 3278580 79 107 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3280127 3280099 79 107 gi 


ridia; Clostridiales; Eubacteriaceae; 

3281646 3281618 79 107 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
3283170 3283142 79 107 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3284695 3284667 79 107 gi 


ridia; Clostridiales; Eubacteriaceae; 
3312061 3312033 78 106 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


235414 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


235414 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


235414 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


235414 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


235414 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


235414 Bacteria_16S 


strain CNS 2-75 1 
Proteobacteria; A 


235414 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


235414 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


235414 Bacteria_16S 


pelophila strain 
Bacteria; Proteob 


235414 Bacteria_16S 


strain F9251 16S 
Proteobacteria; A 


235414 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


235414 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


235414 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


235414 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


235414 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


235414 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


3319703 3319679 82 106 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


3322735 3322707 78 106 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 


ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 
3353145 3353121 82 106 gi 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3386779 3386751 78 106 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3575948 3575924 82 106 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3683823 3683795 79 107 gi 


lphaproteobacteria; Rhizobiales; Bruce 
3809749 3809725 82 106 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3837130 3837106 82 106 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3838676 3838652 82 106 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3893733 3893705 79 107 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
3895326 3895298 79 107 gi 

ribosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydia. 
3968867 3968839 78 106 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3998135 3998107 78 106 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


4019188 4019164 82 106 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4020734 4020710 82 106 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4031410 4031382 79 107 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


235414 Bacteria_16S 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 


4034514 4034486 79 107 gi 


Clostrid 


qu 
es 


Ac 


s 
ia 
qu 


es 


Ac 


Sp 
eq 
ct 


al 
er 


H 


H 


io 


11 


se 


H 


ha 


ne 


ri 


qu 
ia 


ue 
a; 


ue 
a; 


al 


219846735 
219846734 
6S ribosomal RNA, partial sequence 3279583 32810 


219846733 
219846732 
219846731 


6S ribosomal RNA, partial sequence 3284145 32856 


219846712 
3311548 33129 


219846706 


219846704 


219846682 
3352589 33540 


219846658 
219846525 
3575389 35768 


219846448 
6S ribosomal RNA, partial sequence 3683303 36847 


219846356 
3809177 38107 


219846337 
3836584 38380 


219846336 
219846299 
3893217 38946 


219846298 
3894733 38962 


219846246 


219846226 


219846210 


219846209 


219846202 


ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026326.1 


ence 
Eubact 


v 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


etobacte 


equence 
les; Eub 


ence 
Eubact 


’ 


rium. 
ref |NR_026304.1 


etobacte 


hingomonadaceae; Sphingo 
ref |NR_026298.1 
3319157 332063 


eanospirillales; 


uence 
eria; Oc 
ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


sequenc 
obactera 


ref |NR_026274.1 


alomonadaceae; Halomona 
ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref|NR_026117.1 


33862 
alomonad 


nellaceae; Legionella. 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 


ref |NR_025947.1 


aceae; O 


udomonadacea 


ref 


e; Pseudomon 
NR_025927.1 
alomonadaceae; Halomona 
ref|NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025889.1 


38381 
les; Pis 


tonella. 
NR_025888.1 


Bar 
ref 


llaceae; 


ref |NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
NR_025816.1 
3997630 399906 
omonadales; Eryt 


39683 
llales; 


ence 
Sphing 


’ 


ref|NR_025800.1 
nce 4018632 402012 
Alteromonadales; Altero 


ref|NR_025799.1 
nce 4020178 402167 
Alteromonadales; Altero 


ref|NR_025792.1 
56 4032350 Glycom 
omycineae; Glyco 


40308 


es; Glyc 


219846200 


ref|NR_025790.1 
403395 


Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 

Halomonas 
3 Halomonas 
Halomonadaceae; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 


obacterales Family III. 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Ss. 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Ochrobactrum anthropi 


anthropi Bacteria; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
Ss. 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Bartonella elizabethae 


, 


82 Bartonella elizabethae Bacteria; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Phaeospirillum fulvum 

pirillum fulvum 

e; Phaeospirillum. 
Porphyrobacter 

9 Porphyrobacter 

hrobacteraceae; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Glycomyces algeriensis 

yces algeriensis 

mycetaceae; Glycomyces. 
Glycomyces 

0 4035456 Glycomyces 


lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 


Glycomycetaceae; 


235414 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


235414 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


235414 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


235414 Bacteria_16S 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


235414 Bacteria_16S 


lactatifermentans 
lactatifermentans 


240818 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


240818 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


240818 Bacteria_16S 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


240818 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


240818 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


240818 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


240818 Bacteria_16S 


caldus strain KU 


Proteobacteria; G 


240818 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


240818 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


240818 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


240818 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


240818 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


240818 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


240818 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


Glycomyces. 

4146709 4146681 79 
ain PUP 
teria; 
4169708 4169684 82 
6S ribo 
ammapro 
4188083 4188055 79 
6S ribo 
rochaet 
4191168 4191144 82 


n SM-19 16S ribosomal RNA, partial seque 
Gammaproteobacter 


ria; Proteobacteria; 


4219918 4219890 78 


107 


106 


107 


106 


106 


gi 


-1 16S ribosomal RNA, partial s 


Tenericutes; Mollicutes; Entomo 


gi 


gi 


gi 


gi 


strain G17 16S ribosomal RNA, partial 


Bacteria; Firmicutes; 
113274 113221 1 


Clostridia; 
54 


ribosomal RNA, partial sequence 


eltaproteobacteria; 
114873 114820 1 


54 


ibosomal RNA, partial sequence 


eltaproteobacteria; 
563570 563517 1 


54 


Clo 
gi 


219846116 
equence 
plasmatale 

219846100 


somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; Alt 


219846084 


somal RNA, partial sequence 4187537 41889 
ales; Brachyspiraceae; Brachysp 


ira. 
219846081 
nce 


ia; 


219846061 
sequence 
stridiales 
265678987 


112043 11359 


Syntrophobacterale 


gi 


s; Syntrop 
265678986 


113641 11518 


Syntrophobacterale 


gi 


n DSM 14366 16S ribosomal RNA, partial 


ria; Proteobacteria; 


687580 687527 1 


80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


1270762 1270709 1 


n Tokyo 01 16S ribosomal RNA, partial 


ria; Proteobacteria; 
1272220 1272167 1 
1 RNA partial sequence 
ia; Desulfobacterales; 
2997987 2997934 1 


s; Syntrop 
265678677 
sequence 


16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillale 


3082837 3082758 1 


ain K-119 16S ribosomal RNA, partial s 


teria; Proteobacteria; 


1121097 11210311 


1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


78315 78262 1 


in B331 16S ribosomal RNA, partial seq 


eria; Proteobacteria; 


200215 200162 1 


in WoAcyl 16S ribosomal RNA, partial s 


eria; Proteobacteria; 


280981 280928 1 


rain PCA 16S ribosomal RNA, partial se 


cteria; Proteobacteria; 


663341 663248 1 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


686015 685962 1 


54 


79 gi 
Deltaproteobact 
66 gi 

54 gi 
Deltaproteobacte 
54 gi 
Deltaproteobacte 
54 gi 
Deltaproteobac 
93 gi 


s; Acidith 
219846867 
equence 

eria; Desu 


228716127 
11198 
xococcales 


265679012 
uence 
ria; Desul 
265678930 
equence 

ria; Desul 


265678873 
quence 
teria; Des 


265678607 


662137 66364 


gi 


In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


240818 Bacteria_16S 


854067 854014 1 


54 


gi 


Enterobac 


265678592 
ce 68477 
acterales; 
265678477 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulforegula. 


eromonad 


ref 

4 
s; S 
ref 


acea 
ref 


ref 


rs 


ref 


e C1 
ref 


hace 
ref 


hace 
ref 


ioba 
ref 


lfur 


ref 


i Cy 
ref 
foba 
ref 
furo 
ref 
ulfu 
ref 
teri 


ref 


Des 
ref 


146134 41476 


64 Marinobacter 


190616 41920 
Alteromona 


4219342 42208 


562358 56385 


77090 


198985 20052 


279814 28122 


7 Enterobacter 


4 686292 Desul 


NR_025706.1 
4 
piroplasmata 
NR_025690.1 


e; Marinobac 
NR_025674.1 


NR_025671.1 
8 
dales; Alter 
NR_025651.1 
3 
ostridiaceae 


NR_029295.1 


ae; Syntroph 
NR_029294.1 


ae; Syntroph 
NR_028982.1 
1 


Gammaproteobacteria; Acidithiobacillales; 
54 gi|265678591|ref|NR_028896.1 
686343 687857 Desulf 
acterales; Desulfobacterac 
54 gi|219846400|ref|NR_025991.1 
sequence 1269526 127096 
Deltaproteobacteria; Desulfobacterales; Des 
54 gi|219846399|ref|NR_025990.1 
1271016 1272493 Desulfonema magnum Ba 

Desulfobacteraceae; Desulfonema. 

54 gi|219846925|ref|NR_026517.1 


cillaceae; 
NR_026459.1 


3081609 308313 


ellales; Des 


NR_027547.1 


56 1121404 Anaero 


stobacterine 


NR_029320.1 
78536 
cterales; De 
NR_029238.1 
1 
monadales; P 
NR_029179.1 
1 
romonadales; 


NR_028912.1 


aceae; Enter 
NR_028897.1 
£ 
ulfobacterac 


NR_028780.1 


Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Marinobacter excellens 


excellens Bacteria; 


ter. 
Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Clostridium 
8 Clostridium 
Clostridium. 
Syntrophus gentianae 


’ 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 

Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Desulfospira 
Desulfospira 
sulfobacteraceae; 


Pelobacter 
Pelobacter 
elobacteraceae; 


Geobacter 
Geobacter 


Geobacteraceae; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 
Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulforegula 


852834 854357 Desulforegula 


240818 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


240818 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


strain I-75 16S r 
Proteobacteria; G 


240818 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


240818 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


strain Albert 199 
Proteobacteria; G 


240818 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


240818 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


240818 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


240818 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


240818 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


240818 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


240818 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


240818 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


240818 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


strain Dfrl 16S r 
Proteobacteria; D 


240818 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


240818 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


240818 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum 


240818 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


240818 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 
Desulfatibacillum 


922926 922873 1 54 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
924497 924444 1 54 gi 


gi 


ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
240818 Bacteria_16S 


990725 990632 1 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
992296 992203 1 93 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
1119534 11194411 93 gi 
bosomal RNA, partial sequence 
1667778 1667685 1 93 gi 
ammaproteobacteria; Enterobacteriales; 
1672383 16722901 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1896383 1896330 1 54 gi 


eltaproteobacteria; Desulfobacterales; 
1984256 1984203 1 54 gi 


ria; Proteobacteria; 


1985840 1985787 1 54 gi 


1987421 1987368 1 54 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; 
Cystobacter. 
2637629 2637536 1 93 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3271662 3271569 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3273200 3273107 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3631188 3631135 1 54 gi 
ibosomal RNA, partial sequence 


3632713 3632660 1 54 
ibosomal RNA, partial sequence 
eltaproteobacteria; 
3762293 3762240 1 54 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3886667 3886614 1 54 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


gi 


gi 


4027429 4027376 1 54 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
4095628 4095575 1 

osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
4165878 4165825 1 54 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Deltaproteob 


54 gi 


240818 Bacteria_16S 


strain F2R9 16S r 


4235654 4235561 1 93 
ibosomal RNA, partial sequence 


gi 


acteria; Gammaproteobacteria; Enteroba 
240818 Bacteria_16S 
82 16S ribosomal RNA, partial sequence 


n Sy t2 16S ribosomal RNA, partial seq 
Deltaproteobacter 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


Deltaproteobacter 


ne 
ac 


E 


E 


ct 


E 


E 


D 


ue 


ia 


ue 
a; 


se 
ia 


E 


E 


E 


’ 


v 


v 


s 
ct 


eq 
ed. 


D 


al 
ac 


265678430 
921679 92319 
Desulfoba 
265678429 


e 92324 
terales; 


265678384 
989496 99101 


nterobac 


265678383 
6S ribosomal RNA, partial sequence 991068 99256 


nterobac 


228716249 
1118333 11198 


eriales; 


219878430 


16665 
nterobac 


219878427 
1671187 16725 


nterobac 


219878267 
6S ribosomal RNA, partial sequence 1895145 18966 


esulfoba 


219878206 


nce 
Myxoco 


, 


219878205 


nce 
Myxococ 


219878204 


quence 
Myxoco 


, 


219857233 


26364 
nterobac 


219846740 


32704 
nterobac 


219846739 


32719 
nterobac 


219846485 
3629961 36314 
eltaproteobacteria; Desulfuromonadales; 
240818 Bacteria_16S 


Geobacte 


219846484 
3631486 36329 
Desulfuromonadales; 


Geobacte 


219846391 
3761076 37625 


Geobacte 


219846305 


equence 
eria; De 


219846205 


uence 
a; Desul 


219846156 
4094388 40957 


esulfoba 


219846104 


sequenc 
teria; D 


ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teri 
ref 


aceae; Citro 
NR_027549.1 


Enterobacteriac 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref|NR_026077.1 


race 
ref 


ae; Geobacte 
NR_026076.1 


race 
ref 


ae; Geobacte 
NR_025982.1 


raceae; Geobacte 
ref|NR_025895.1 

3885428 388697 
sulfuromonadales 


ref|NR_025795.1 

4026183 402770 
fobacterales; De 
ref|NR_025746.1 
cteraceae; Desul 
ref|NR_025694.1 


e 4164674 416611 
esulfobacterales 


219846045 
4234473 4235884 Klebsiella variicola Bacteria; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 

Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Escherichia albertii 
ichia albertii Bacteria; 
richia. 
Enterobacter cowanii 


cowanii Bacteria; 


obacter. 

Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Chondromyces 
8 Chondromyces 
neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


a 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 
Geobacter 

3 Geobacter 

Geobacteraceae; 


, 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Desulfatibacillum 

9 Desulfatibacillum 

Desulfobacteraceae; 


’ 


ref|NR_025635.1 


Klebsiella variicola 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 


240818 Bacteria_16S 4246159 4246066 1 93 
strain U 5/41 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


240818 Bacteria_16S 1269200 1269149 1 52 


chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


chloroethenica Bacteria; 
Desulfuromonas. 
240818 Bacteria_16S 1653935 1653844 4 94 

strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; 
240818 Bacteria_16S 1655482 1655391 4 94 

strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; 
240818 Bacteria_16S 


Proteobacteria; 


1850506 1850415 4 94 


haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


haemolytica Bacteria; 
Thermomonas. 
240818 Bacteria_16S 
phenolica strain 
Bacteria; 
240818 Bacteria_16S 


Proteobacteria; 


1976446 1976395 1 52 


2094266 2094175 4 94 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial 
Gammaproteobacteria; 


hydrothermalis Bacteria; 
Thermomonas. 
240818 Bacteria_16S 2560831 2560756 1 75 
strain ILE-3 16S ribosomal RNA, partial sequence 
Synergistetes; Synergistia; Synergistales; 
240818 Bacteria_16S 2642265 2642214 1 


Proteobacteria; 


52 


strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 26425 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 


240818 Bacteria_16S 3052637 3052570 1 
strain GraMall 16S ribosomal RNA, 


67 


240818 Bacteria_16S 3079685 3079606 1 79 


multipotens strain RH-8 16S ribosomal RNA, partial sequence 30784 
Proteobacteria; Deltaproteobacteria; Desulfurellales; D 


Bacteria; 
240818 Bacteria_16S 
propionica strain 
Bacteria; 
240818 Bacteria_16S 3205222 32051511 71 
strain HA2P 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 
240818 Bacteria_16S 3288376 3288305 1 


3081261 3081182 1 79 


va 


islandicus strain Rlha3 16S ribosomal RNA, partial sequence 32871 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesul 


240818 Bacteria_16S 3588758 3588679 1 79 


acetivorans strain A63 16S ribosomal RNA, partial sequence 


Bacteria; 


240818 Bacteria_16S 3772684 37726311 54 


hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


hydrogenophilus Bacteria; 
Geobacter. 
240818 Bacteria_16S 4000281 4000190 4 94 
strain 25-4 16S ribosomal RNA, partial sequence 
Proteobacteria; 
240818 Bacteria_16S 


Proteobacteria; 


98039 97989 4 54 


thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 


thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desu 
Desulfocapsa. 

240818 Bacteria_16S 99549 99499 4 54 gi| 265678997 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 


Bacteria; 


240818 Bacteria_16S 122594 122544 4 54 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 
Syntrophobacterale 


Bacteria; 
240818 Bacteria_16S 


Proteobacteria; Deltaproteobacteria; 
285597 285547 4 54 


rhabdoformis strain M16 16S ribosomal RNA, partial sequence 28438 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


Bacteria; 
240818 Bacteria_16S 


667961 667895 1 66 


entanii strain LTH4560 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


Synergistaceae; 


complete sequence 3051418 30529 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobact 


U-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurellales; D 


Spirochaetaceae; Treponema. 


Proteobacteria; Deltaproteobacteria; Desulfurellales; D 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi|219722938 
4244934 42463 


gi| 219846421 


Des 


gi|219878439 
1652728 16542 


gi|219878438 
1654275 16557 


gi|219878302 
Xantho: 


219878211 
19752 


gi 


219878126 
sequence 
Xan 


gi 


gi| 219857337 
2559665 25611 
Aminob 


gi|219857230 


gi|219846887 
gi| 219846869 


219846868 
30800 


gi 
gi|219846785 
3204032 32054 


gi| 219846729 


219846517 
35875 


gi 


gi| 219846383 
De 


gi| 219846225 
3999120 40005 


gi| 265678998 


265678981 
12137 


gi 
gi| 265678870 


265678604 


ref|NR_024570.1 
teriaceae; Esche 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 
ref|NR_025578.1 
aceae; Thermomon 
ref|NR_025577.1 


aceae; Thermomon 
ref|NR_025441.1 

1849299 185079 
monadales; Xanth 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025265.1 

2093069 209454 
thomonadales; Xa 
ref|NR_024925.1 
acterium. 
ref|NR_024858.1 


cteraceae; Desul 
ref|NR_026479.1 


eraceae; 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026377.1 


ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_025974.1 

3771473 377289 
sulfuromonadales 
ref|NR_025815.1 
aceae; Silanimon 
ref|NR_029306.1 

96815 98277 
lfobacterales; D 


ref|NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref|NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 


gi 


Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Desulfuromonas 

5 Desulfuromonas 
Desulfuromonadaceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 

Thermomonas 
8 Thermomonas 
omonadaceae; 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 

Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Desulfocella halophila 


73 Desulfocella halophila Bacteria; 


focella. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Desulfurella 

urella acetivorans 
Desulfurella. 
Geobacter 

0 Geobacter 

; Geobacteraceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Desulfocapsa 
Desulfocapsa 

esulfobulbaceae; 


Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Gluconacetobacter 


ref |NR_028909.1 


666786 668269 Gluconacetobacter entanii 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


240818 Bacteria_16S 
catecholicum stra 
catecholicum Bact 
240818 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 
240818 Bacteria_16S 


strain 21F-2 16S 


689131 689081 4 54 gi 
Proteobacteria; 
872470 872404 1 


eria; 


66 gi 


1080193 1080127 1 66 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


240818 Bacteria_16S 
indonesiensis str 


indonesiensis Bac 
Acetobacter. 


240818 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


240818 Bacteria_16S 


wolinii strain DB 


Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
Syntrophobacter. 
240818 Bacteria_16S 1348136 1348086 4 54 gi 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


240818 Bacteria_16S 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
240818 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


strain LMG 1746 1 


1093918 1093852 1 66 gi 


1095359 1095293 1 66 gi 
16S ribosomal RNA, partial sequence 


1096803 1096737 1 66 gi 


1127115 1127065 4 54 gi 
16S ribosomal RNA, partial sequence 


1750074 1750008 1 66 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


240818 Bacteria_16S 


strain LMG 1625 1 


1751566 1751500 1 66 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


240818 Bacteria_16S 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


240818 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


240818 Bacteria_16S 
FN-Cf£55 16S ribosomal RNA, partial seq 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


240818 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


240818 Bacteria_16S 


strain AAO8 16S r 


2160826 2160760 1 66 gi 


2256561 2256511 4 54 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 
2509726 2509660 1 


66 gi 


; Proteobacteria; Alphaproteobacteria; 


2524891 2524841 4 54 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2709870 2709804 1 66 gi 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


240818 Bacteria_16S 


strain Yo-3 16S r 


2762233 2762167 1 66 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


240818 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


240818 Bacteria_16S 


strain 71 16S rib 


2810474 2810408 1 66 gi 
ia; Rhodospirillales; Acetobacteraceae 
2825520 2825454 1 66 gi 


osomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


240818 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


240818 Bacteria_16S 
europaeus strain DES11 16S ribosomal RNA, partial sequence 


2937215 2937149 1 66 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


in NZva20 16S ribosomal RNA, partial s 
Deltaproteobacte 


in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


acteria; Alphaproteobacteria; Rhodospi 
240818 Bacteria_16S 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


in MPOB 16S ribosomal RNA, partial seq 


Bacteria; Proteobacteria; Deltaproteo 
eae; Syntrophobacter. 
1582286 1582220 1 66 gi 


265678590 
equence 
ria; Desul 
265678464 
sequence 
ria; 


265678323 


1079018 10804 
Acetobacte 


265678314 
quence 
eria; 


265678313 
10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


253680772 
11259 
obacterale 


228720860 
uence 
bacteria; 


219878490 
al sequenc 
ria; Rhodo 
219878374 


6S ribosomal RNA, partial sequence 1748919 17503 


Acetobacte 
219878373 


6S ribosomal RNA, partial sequence 175041117518 


Acetobacte 
219857628 
quence 

ria; Rhodo 


219857562 
equence 
eria; Desu 


219857371 
uence 


Rhodospir 


219857361 


2523668 25251 


Desulfobu 
219857182 


2708714 27101 
Ac 


etobacte 
219857145 


2761077 27624 
Ac 


etobacte 
219857110 


2809318 2810728 Asaia 


; Asaia. 
219856907 


2824364 28257 
Ac 


etobacte 
219856832 
equence 

a; Rhodosp 


3004173 3004107 1 66 gi 


219846921 


Rhodo 


Rhod 


ref 


ref 


ref 


ref 


ref 


Acet 
ref 


piri 
ref 
s; S 
ref 
Synt 


ref 


vari 
ref 


race 
ref 


race 
ref 


ND 


spir 
ref 
lfob 
ref 

illa 
ref 


lbac 
ref 


race 
ref 


race 
ref 
sia 


ref 


race 
ref 


iril 


687908 689408 
foba 


871314 87276 
spir 


1092739 10941 
ospi 


43 1095577 Aceto 


1095628 10970 


86 1127376 Syntr 


1346912 13483 


e 1581111 15825 


159648 21611 


2255320 22567 


2508571 25100 


53 Desulfotalea 


2936039 29374 


NR_028895.1 


cterales; De 
NR_028767.1 
0 
illales; Ace 
NR_028625.1 


ae; Acetobac 
NR_028616.1 
9 
rillales; Ac 


NR_028615.1 
b 
obacteraceae 
NR_028614.1 
7 
llales; Acet 
NR_028020.1 
° 
yntrophobact 
NR_027598.1 
9 
rophobactera 
NR_025629.1 
6 
us. 
NR_025513.1 


ae; Acetobac 
NR_025512.1 


ae; Acetobac 
NR_025217.1 
0 
illales; Ace 
NR_025150.1 
7 
acterales; D 
NR_024959.1 
1 
a 


les; Acetob 


NR_024949.1 


eae; Desulfo 
NR_024810.1 


ae; Asaia. 
NR_024773.1 


ae; Kozakia 
NR_024738.1 
mensis Bacte 


NR_024728.1 


ae; Asaia. 
NR_024651.1 
8 
° 


lales; Acet 


ref 


Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 
race 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


v 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Syntrophobacter 
7 Syntrophobacter 


les; 


Rhodovarius 
8 Rhodovarius 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Swaminathania 

2 Swaminathania 

tobacteraceae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Gluconacetobacter 
7 Gluconacetobacter 


cteraceae; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


NR_026513.1 


Gluconacetobacter 


3002997 3004478 Gluconacetobacter europaeus 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


240818 Bacteria_16S 3073686 3073592 1 94 gi|219846873|ref|NR_026465.1 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 30738 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

240818 Bacteria_16S 3118855 3118789 1 66 gi| 219846843 |ref|NR_026435.1 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Glucon 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
240818 Bacteria_16S 3136774 3136724 4 54 gi|219846831|ref|NR_026423.1 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 313703 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Des 
Desulfocapsa. 

240818 Bacteria_16S 3408620 3408570 4 54 gi|219846640|ref|NR_026232.1 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 340888 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syn 
Syntrophobacter. 

240818 Bacteria_16S 3419062 3418996 1 66 gi|219846632|ref|NR_026224.1 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 341936 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetob 
Gluconobacter. 

240818 Bacteria_16S 3553829 3553763 1 66 gi|219846541|ref|NR_026133.1 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 355413 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetoba 
Gluconacetobacter. 

240818 Bacteria_16S 3555360 3555294 1 66 gi|219846540|ref|NR_026132.1 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 355566 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Gluconacetobacter. 

240818 Bacteria_16S 3570487 3570421 1 66 gi|219846529|ref|NR_026121.1 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 357079 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
Acetobacter subgen. Acetobacter. 

240818 Bacteria_16S 3575033 3574967 1 66 gi| 219846526 |ref|NR_026118.1 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconob 
240818 Bacteria_16S 3591844 3591778 1 66 gi|219846515|ref|NR_026107.1 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 359214 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Acetobacter. 

240818 Bacteria_16S 3942680 3942614 1 66 gi|219846264|ref|NR_025854.1 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
240818 Bacteria_16S 3944141 3944075 1 66 gi| 219846263 |ref|NR_025853.1 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidip 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
240818 Bacteria_16S 3945600 3945534 1 66 gi|219846262|ref|NR_025852.1 
strain PW2 16S ribosomal RNA, partial sequence 3944448 39458 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
240818 Bacteria_16S 3947061 3946995 1 66 gi|219846261|ref|NR_025851.1 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
240818 Bacteria_16S 3948526 3948460 1 66 gi|219846260|ref|NR_025850.1 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
240818 Bacteria_16S 3949982 3949916 1 66 gi|219846259|ref|NR_025849.1 
strain 101 16S ribosomal RNA, partial sequence 3948831 39502 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
240818 Bacteria_16S 13142 13089 1 54 gi| 265679055 |ref|NR_029363.1 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 

Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

240818 Bacteria_16S 36018 35965 1 54 gi|265679040|ref|NR_029348.1 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
240818 Bacteria_16S 111711 111658 1 54 gi| 265678988 |ref|NR_029296.1 
strain BR 16S ribosomal RNA, partial sequence 110499 11199 

Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

240818 Bacteria_16S 284051 283998 1 54 gi|265678871|ref|NR_029177.1 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfobacter. 

240818 Bacteria_16S 543610 543557 1 54 gi|265678690|ref|NR_028995.1 


strain JR 16S rib 
Deferribacteres; 


osomal RNA, partial sequence 


Deferribacterales; Deferribacteraceae; 


Deferriba 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


v 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


’ 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acetobacter 
8 Acetobacter 
tobacteraceae; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
; Acidiphilium. 

Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


Las 
Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Treponema 
Treponema 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


cter. 


Deferribacter abyssi 


542382 543900 Deferribacter abyssi Bacteria; 


240818 Bacteria_16S 
postgatei strain 
Bacteria; Proteob 
240818 Bacteria_16S 
strain K1 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 
240818 Bacteria_16S 926039 925986 
strain PSv29 16S 
Proteobacteria; D 
240818 Bacteria_16S 976880 976827 1 
strain SS-2 16S ribosomal RNA, partial 
Bacteroidetes; Sphingobacteria; 
240818 Bacteria_16S 1027327 1027274 1 
acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 

240818 Bacteria_16S 
desulfuricans str 
desulfuricans Bacteria; 
240818 Bacteria_16S 

lecithinolyticum 
lecithinolyticum Bacteria; 
240818 Bacteria_16S 1354109 1354056 1 


779517 779464 1 
860318 860265 1 


1 


ria; Proteobacteria; 


1059359 1059306 1 


1264570 1264517 1 


Spirochaetes; 


54 


54 


sequence 
Desulfuromonadales 


54 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


54 
sequence 


Sphingobacteriales; 


54 


54 


54 


54 


gi 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


gi 


859076 86059 
Geobacte 


gi 


gi 


265678526 
ce 
acterales; 

265678472 


v 


265678428 


924822 92631 
Desulfoba 


265678393 


975693 97713 


gi 


gi 


ain SSM1 16S ribosomal RNA, partial se 


Deferribacteres; Deferribactera 


gi 


ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales 


gi 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter. 


240818 Bacteria_16S 1517382 1517329 1 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteoba 


Desulfotignum. 

240818 Bacteria_16S 
anilini strain An 
Bacteria; Proteob 
240818 Bacteria_16S 
strain Cm al3 16S 
Proteobacteria; D 
240818 Bacteria_16S 
strain Pl 16S rib 
Proteobacteria; D 
240818 Bacteria_16S 
azotonutricium st 
azotonutricium Bacteria; Spirochaetes; 
240818 Bacteria_16S 2355046 2354993 1 
limimaris strain 
Bacteria; Proteob 
240818 Bacteria_16S 
halotolerans DSM 
Bacteria; Proteob 
240818 Bacteria_16S 
acidigallici stra 
acidigallici Bact 
Pelobacter. 

240818 Bacteria_16S 
strain P43/6/78 1 
Spirochaetes; Spi 
240818 Bacteria_16S 


1979568 1979515 1 


1982671 1982618 1 


2268953 2268900 1 


2270483 2270430 1 


3112725 3112672 1 


3521606 3521553 1 
eria; Proteobacteria; 


4188730 4188677 1 


90254 90203 1 


54 


54 


54 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 


54 


osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


54 
Spirocha 
54 


54 


54 


54 


52 


gi 


gi 


il 16S ribosomal RNA, partial sequence 


acteria; Deltaproteobacteria; Desulfob 


gi 


gi 


Sap 


265678360 


n ASRB2 16S ribosomal RNA, partial sequence 
Deltaproteobacter 


ia; 


265678338 
quence 
les; 
219846655 
sequence 


228720330 
sequence 


219873435 
sequence 
cteria; 


219878209 
19783 
acterales; 
219878207 


1981436 19829 
Sora 


ngiineae; 
219857554 


2267708 22692 


gi 


rain ZAS-9 16S ribosomal RNA, partial 


etales; 
gi 


DCB-M 16S ribosomal RNA, partial seque 


acteria; Deltaproteobacteria; Syntroph 


gi 


11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 


gi 


in DSM 2377 16S ribosomal RNA, partial 
Deltaproteobacte 


gi 


gi 


D 
219857553 
sequence 

Spirochaet 
219857491 
nce 23538 
obacterale 
219846847 
nce 31115 
acterales; 
219846562 
sequence 
ria; Desul 


219846084 


6S ribosomal RNA, partial sequence 4187537 41889 
rochaetales; Brachyspiraceae; Brachysp 


iva. 
265679003 


hveragerdense strain JSP 16S ribosomal RNA, partial sequence 


hveragerdense Bacteria; Thermodesulfobacteria; Thermode 


Thermodesulfobacterium. 

240818 Bacteria_16S 583093 583022 1 
strain LF13 16S ribosomal RNA, partial 
Caldithrix. 


240818 Bacteria_16S 680122 680047 1 


71 
sequence 


ree 


gi 


sulfobacte 


265678664 


581868 58337 


gi 


265678596 


grignonense strain OgA9a 16S ribosomal RNA, partial sequence 


grignonense Bacteria; Proteobacteria; Alphaproteobacter 


240818 Bacteria_16S 807065 807014 1 


thermophilum strain 7 16S ribosomal RNA, partial sequen 
thermophilum Bacteria; Thermodesulfobacteria; Thermodes 


Thermodesulfobacterium. 
240818 Bacteria_16S 927590 927543 4 


52 


51 


gi 


gi 


ia; Rhizob 
265678508 
ce 80584 
ulfobacter 


265678427 


psychrophila strain LSv54 16S ribosomal RNA, partial sequence 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfotalea. 


77827 


rospiracea 


Syntro 


Defer 


Spirocha 


teobacteri 


De 


esulfoba 


Desulfobacter 
obacter postgatei 
Desulfobacteraceae; Desulfobacter. 
ref|NR_028775.1| Geobacter thiogenes 
6 Geobacter thiogenes Bacteria; 
raceae; Geobacter. 
ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_028695.1| Lewinella nigricans 
0 Lewinella nigricans Bacteria; 
e; Lewinella. 
ref |NR_028662.1 

1026088 102759 
phobacterales; S 


ref |NR_028830.1 
2 779794 Desulf 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Treponema 


ref |NR_028640.1 
1058138 105957 

ribacteraceae; D 

ref |NR_026247.1 

1263357 1264835 Treponema 

etaceae; Treponema. 

ref|NR_027591.1| Gluconacetobacter 

1352934 1354418 Gluconacetobacter 

Rhodospirillales; Acetobacteraceae; 


a; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


ref|NR_025194.1 

1516159 151759 
sulfobacterales; 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025142.1| Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_025141.1] Treponema 

2269277 2270739 Treponema 
aceae; Treponema 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026154.1 
520389 352188 
furomonadales; P 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025346.1 


Desulfomonile 
omonile limimaris 
Desulfomonile. 
Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Pelobacter 
2 Pelobacter 
elobacteraceae; 


’ 


w 


ref|NR_025674.1| Brachyspira pilosicoli 
98 Brachyspira pilosicoli Bacteria; 


Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


ref |NR_029311.1 
89036 90489 
riales; Thermode 


ref|NR_028969.1| Caldithrix abyssi 
1 Caldithrix abyssi Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


ref |NR_028901.1 

678955 680426 
iales; Brucellac 
ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref|NR_028729.1] Desulfotalea 
926361 927852 Desulfotalea 


240818 Bacteria_16S 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; 


240818 Bacteria_16S 


1656994 1656919 1 


2262738 2262687 1 


75 


52 


gi 


gi 


219878437 
sequence 


219857558 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 


hydrogeniphilum Bacteria; 


Thermodesulfobacterium. 


240818 Bacteria_16S 


2473640 2473573 1 


Thermodesulfobacteria; 


67 


strain LYP 16S ribosomal RNA, partial sequence 


Proteobacteria; 
240818 Bacteria_16S 


singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 
singaporensis Bacteria; 


Desulforhopalus. 
240818 Bacteria_16S 
litoralis strain 
Bacteria; 
240818 Bacteria_16S 


acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 
Deferribacterales; 


12809 Bacteria; 
240818 Bacteria_16S 


Deltaproteobacteria; 


Deferribacteres; 


907375 907325 4 
Proteobacteria; 


935273 935223 4 


1196788 1196718 1 


1406723 1406657 1 


54 


Deltaproteobacteria; 


54 


70 


66 


Thermodesulfobacteriales; 


gi 


219857401 


2472404 24737 


Syntrophobacterales; 


gi 


gi 


JS5 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


gi 


gi 


265678440 


265678422 
93405 


228715574 
11955 


Deferribacteraceae; 


219857143 


cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
240818 Bacteria_16S 
strain IBS S6874 
Proteobacteria; 

240818 Bacteria_16S 
strain A3.12 16S 
Proteobacteria; 

240818 Bacteria_16S 
floricola strain 
Bacteria; 
240818 Bacteria_16S 


strain VKM-14L 16S ribosomal RNA, partial sequence 


Proteobacteria; 
240818 Bacteria_16S 


strain LK6 16S ribosomal RNA, 


Proteobacteria; 
240818 Bacteria_16S 
strain HK 204 16S 
Proteobacteria; 
240818 Bacteria_16S 


1646400 1646306 1 


2533998 2533948 4 


2696175 2696109 1 


3650971 3650889 1 


3652512 3652430 1 


complete 


3669369 3669275 1 


4124281 4124187 1 


94 


54 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; 


66 


82 


82 


sequence 


94 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


94 


gi 


gi 


219878446 


16S ribosomal RNA, partial sequence 1645204 16466 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


219857355 


2532800 25342 


gi 


S-877 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


gi 


219857191 
26950 


219846471 


3649747 36512 
Gammaproteobacteria; Methylococcales; Methylococc 


219846470 


3651286 36527 


gi 


Gammaproteobacteria; Methylococcales; Methylococc 


219846458 


3668184 36696 


gi 


Enterobac 
219846134 


psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial seque 


psittacicida Bacteria; 
Volucribacter. 
240818 Bacteria_16S 
strain BAL-1 16S 


240818 Bacteria_16S 


Proteobacteria; 


131596 131543 1 


142292 142239 1 


Gammaproteobacteria; 


54 


ribosomal RNA, complete sequence 


54 


gi 


Paste 


265678975 


130392 13190 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


gi 


265678968 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 


succinoxidans Bacteria; 


Desulfuromusa. 
240818 Bacteria_16S 
strain Kysw2 16S 
Proteobacteria; 

240818 Bacteria_16S 
1787 
Firmicutes; 
240818 Bacteria_16S 
strain CIP 105566 
Proteobacteria; 
240818 Bacteria_16S 
strain ID131577 1 
Actinobacteria; 
240818 Bacteria_16S 
strain DSM 30039 
Proteobacteria; 

240818 Bacteria_16S 


warmboldiae strain NSW 326 


16S ribosomal RNA, 
Gammaproteobacteria; 


Rubrobacteridae; 


Proteobacteria; 


143776 143723 1 


184876 184795 1 


16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
546671 546578 1 


568085 568032 1 


690674 690581 1 


692226 692133 1 


Deltaproteobacteria; 


54 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales 


81 


gi 


Desu 


265678967 


142594 14403 


gi 


Clostridiaceae; 


93 


54 


93 


93 


gi 


partial sequence 
Enterobacteriales; 


gi 


gi 


gi 


; Desulfur 
265678940 


183663 185179 Clost 


Clostridiu 
265678688 

54547 

Enterobac 
265678674 


6S ribosomal RNA, partial sequence 566874 56834 


Solirubrobacterales; Conexibacte 


265678589 


16S ribosomal RNA, partial sequence 689459 69096 
Gammaproteobacteria; Enterobacteriales; 


Enterobac 
265678588 


16S ribosomal RNA, partial sequence 


Rhizobiales; 


Syntrophaceae; 


Desulfobacterales; 


Bacteriovoracaceae; 


ref|NR_025576.1 
1655822 165727 


Ochrobactrum 
4 Ochrobactrum 
Brucellaceae; Ochrobactrum. 
ref|NR_025146.1| Thermodesulfobacterium 
2261503 2262999 Thermodesulfobacterium 
Thermodesulfobacteriaceae; 


ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 
Smithella. 

NR_028742.1| Desulforhopalus 
Desulforhopalus 
Desulfobulbaceae; 


ref 


ref|NR_028724.1| Bacteriovorax 

6 935530 Bacteriovorax litoralis 

Bacteriovoracaceae; Bacteriovorax. 

ref |NR_027535.1| Denitrovibrio 

65 1197080 Denitrovibrio acetiphilus 

Denitrovibrio. 

ref|NR_024771.1| Acetobacter 
1405568 1406981 Acetobacter 


DSM 


Rhodospirillales; Acetobacteraceae; 


ref|NR_025585.1| Aeromonas simiae 
55 Aeromonas simiae Bacteria; 
Aeromonas. 
ref|NR_024943.1| Peredibacter starrii 
56 Peredibacter starrii Bacteria; 
Peredibacter. 
ref|NR_024819.1| Saccharibacter 

10 2696445 Saccharibacter floricola 
Acetobacteraceae; Saccharibacter. 
ref|NR_026063.1| Methylocaldum gracile 
35 Methylocaldum gracile Bacteria; 
aceae; Methylocaldum. 

ref|NR_026062.1| Methylocaldum tepidum 
76 Methylocaldum tepidum Bacteria; 
aceae; Methylocaldum. 

ref|NR_026049.1| Erwinia persicina 

39 Erwinia persicina Bacteria; 
teriaceae; Erwinia. 

ref|NR_025724.1| Volucribacter 

nce 4123103 4124536 Volucribacter 
urellales; Pasteurellaceae; 


ref |NR_029283.1 
2 Chrysiogenes 


Chrysiogenes arsenatis 
arsenatis Bacteria; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


ref |NR_029276.1 
141109 142543 
1lfuromonadales; 
ref|NR_029275.1| Desulfuromusa kysingii 
1 Desulfuromusa kysingii Bacteria; 
omonadaceae; Desulfuromusa. 
ref|NR_029248.1| Clostridium nexile DSM 
ridium nexile DSM 1787 Bacteria; 
m. 
ref|NR_028993.1| Enterobacter kobei 
5 546925 Enterobacter kobei Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028979.1| Conexibacter woesei 
3 Conexibacter woesei Bacteria; 
raceae; Conexibacter. 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref |NR_028893.1| Buttiauxella 
691014 692520 Buttiauxella 


warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


240818 Bacteria_ 


strain 111-35 16S 
Clost 


Firmicutes; 
240818 Bacteria_ 


strain M39 16S ri 
G 


Proteobacteria; 
240818 Bacteria_ 
strain 12993 16S 
Proteobacteria; 

240818 Bacteria_ 


strain 256 16S ri 
G 


Proteobacteria; 
240818 Bacteria_ 


hydrothermale str 
hydrothermale Bac 


Desulfacinum. 
240818 Bacteria_ 


strain CDC 2970-5 
Proteob 
240818 Bacteria_16S 
strain 167 16S ri 
G 
240818 Bacteria_16S 


Bacteria; 


Proteobacteria; 


strain ATCC 33433 
Proteobacteria; 


strain JCM 21370 


G 


G 
240818 Bacteria_16S 


16S 706986 706905 1 81 
ribosomal RNA, partial sequence 

ridia; Clostridiales; Lachnospiraceae; 

16S 788663 788610 1 54 gi 


bosomal RNA, partial sequence 


gi 


16S 819247 819154 1 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 820752 820659 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 884402 884349 1 54 gi 


gi 


teria; Proteobacteria; 


16S 987565 987472 1 93 gi 
9 16S ribosomal RNA, partial sequence 


989145 989052 1 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1004535 1004442 1 93 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1071372 1071303 1 69 gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


240818 Bacteria_16S 
12563 16S rib 
Spiroch 
240818 Bacteria_16S 
14365 16S rib 
Proteob 
240818 Bacteria_16S 
bacteriovorus str 


DSM 
Bacteria; 


DSM 


Bacteria; 


bacteriovorus HD1 
Bdellovibrio. 


240818 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; 


strain TN-272 16S 


Firmicutes; 


Spirochaetes; 


Firmicutes; 


Firmicutes; 


strain OMZ833 16S 
Spirochaetes; Spi 


240818 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


strain 81H-380. 
Proteobacteria; 


1 
strain $3/2-161 1 
Proteobacteria; 


strain S1/1-984 1 
Proteobacteria; 


D 


Clost 
240818 Bacteria_16S 
strain JZC3 16S r 
Spi 
240818 Bacteria_16S 
strain PC18 16S r 
Clost 
240818 Bacteria_16S 
strain PC80 16S r 
Clost 
240818 Bacteria_16S 


G 
240818 Bacteria_16S 


G 
240818 Bacteria_16S 


G 
240818 Bacteria_16S 


1178601 1178548 1 
osomal RNA, partial sequence 
aetes; 


54 gi 


1210431 1210378 1 
osomal RNA, partial sequence 


54 gi 


1390340 1390287 1 54 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; 


1405246 1405193 1 54 
ribosomal RNA, partial sequence 


gi 


1409732 1409651 1 81 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1467632 1467579 1 54 gi 
ibosomal RNA, partial sequence 
rochaetales; 
1518837 1518756 1 81 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1520350 1520269 1 81 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1523424 15233711 54 

ribosomal RNA, partial sequence 
rochaetales; 
1769736 1769683 1 54 
bosomal RNA, partial sequence 


gi 


gi 


gi 


gi 


gi 


2002834 2002741 1 93 gi 
ammaproteobacteria; Enterobacteriales; 
2005911 2005818 1 93 gi 


ammaproteobacteria; Enterobacteriales; 
2007457 2007364 1 93 gi 


ammaproteobacteria; Enterobacteriales; 
2009001 2008908 1 93 gi 


ammaproteobacteria; Thiotrichales; Pis 


ain MT-96 16S ribosomal RNA, partial s 
Deltaproteobact 


acteria; Gammaproteobacteria; Enteroba 


Spirochaetales; Brachyspiraceae 


acteria; Deltaproteobacteria; Myxococc 


Deltaprot 


eltaproteobacteria; Myxococcales; Nann 
240818 Bacteria_16S 


265678578 


705889 70720 


Dorea. 
265678520 


787469 78896 
ciricketts 


265678500 


818049 81950 
Enterobac 


265678499 


819558 82101 
Enterobac 


265678455 
equence 
eria; 


265678386 


cteriales; 
265678385 


987916 98944 
Enterobac 


265678375 
10033 


265678330 


16S ribosomal RNA, partial sequence 1070184 10716 
Rhodospiri 


228718030 


1177428 11788 
Brachysp 


v 


228715350 


1209193 12106 
Nann 


ales; 
228716586 
sequence 


219857153 


1404010 14055 
ocystineae 


224581401 


1408524 14099 
Clostridiu 


224581408 


1466484 14678 
Spirochaetaceae; Treponema. 


1522207 15236 
Spirochaetaceae; Treponema. 


219878358 


1768558 17700 
psilonproteobacteria; Nautiliales; Nau 
240818 Bacteria_16S 


tiliaceae; 
219878194 


6S ribosomal RNA, partial sequence 2001636 20031 


Enterobac 
219878192 


6S ribosomal RNA, partial sequence 2004699 20061 


Enterobac 
219878191 


6S ribosomal RNA, partial sequence 2006247 20077 


Enterobac 
219878190 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


Synt 


98633 


Enterobac 


eobacteria 


ref|NR_028883.1| Dorea longicatena 
4 Dorea longicatena Bacteria; 
ref|NR_028824.1| Methylophaga alcalica 


2 Methylophaga alcalica Bacteria; 
iaceae; Methylophaga. 
ref|NR_028803.1| Kluyvera cryocrescens 
7 Kluyvera cryocrescens Bacteria; 
teriaceae; Kluyvera. 
ref|NR_028802.1| Kluyvera intermedia 
0 Kluyvera intermedia Bacteria; 
teriaceae; Kluyvera. 
ref|NR_028757.1| Desulfacinum 
883190 884650 Desulfacinum 
rophobacterales; Syntrophobacteraceae; 
Citrobacter murliniae 
acter murliniae 


ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriaceae; Citrobacter. 
ref|NR_028687.1| Citrobacter braakii 

5 Citrobacter braakii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028677.1| Kluyvera ascorbata 

52 1004810 Kluyvera ascorbata Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028632.1| Tistrella mobilis 

36 Tistrella mobilis Bacteria; 

llaceae; Tistrella. 

ref|NR_027570.1| Brachyspira murdochii 
68 Brachyspira murdochii DSM 12563 

ira. 
ref|NR_027522.1| Haliangium ochraceum 
99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_027553.1| Bdellovibrio 

1389197 1390490 Bdellovibrio 
Bdellovibrionales; Bdellovibrionaceae; 


, 


ref|NR_024781.1| Haliangium tepidum 

17 Haliangium tepidum Bacteria; 

; Haliangiaceae; Haliangium. 
ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 

m. 
ref|NR_027189.1| Treponema putidum 
91 Treponema putidum Bacteria; 


219857618|ref|NR_025207.1| Hespellia stercorisuis 
1517647 1519115 Hespellia stercorisuis Bacteria; 

Hespellia. 

219857617|ref|NR_025206.1| Hespellia porcina 
1519166 1520614 Hespellia porcina Bacteria; 

Hespellia. 

219857543 |ref|NR_025131.1| Treponema parvum 


91 Treponema parvum Bacteria; 


ref|NR_025497.1| Nautilia lithotrophica 
21 Nautilia lithotrophica Bacteria; 
Nautilia. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref |NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 


240818 Bacteria_16S 


2010560 2010467 1 


93 


gi|219878189 


strain S1/6-571 16S ribosomal RNA, partial sequence 2009346 20108 


Proteobacteria; 
240818 Bacteria_16S 
strain 534-30 16S 
Planctomycetes; 
240818 Bacteria_16S 


2012113 2012060 1 


2121635 2121542 1 


Gammaproteobacteria; Enterobacteriales; 


54 


ribosomal RNA, partial sequence 
Planctomycetacia; Planctomycetales; Planctomyceta 


93 


Enterobac 
gi|219878188 
2010901 20124 


gi|219857654 


DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedec 


Gammaproteobacteria; 
240818 Bacteria_16S 
strain ATCC49733 
Proteobacteria; 

240818 Bacteria_16S 


kellyi strain BII-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
240818 Bacteria_16S 
strain ATCC 33531 
Bacteria; 
240818 Bacteria_16S 
strain ATCC 51603 
Proteobacteria; 
240818 Bacteria_16S 


strain CDC 0876-58 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Bacteria; 
240818 Bacteria_16S 


strain Pd55 16S ribosomal RNA, partial sequence 
Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


Proteobacteria; 
240818 Bacteria_16S 
strain SHK-1 16S 
Proteobacteria; 

240818 Bacteria_16S 
strain SIR-1 16S 
Proteobacteria; 

240818 Bacteria_16S 
strain ATCC15947 
Bacteria; 
240818 Bacteria_16S 
strain JCM1680 
Proteobacteria; 


240818 Bacteria 16S 


strain JCM1679 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 
240818 Bacteria 
strain JCM1240 
Proteobacteria; 
240818 Bacteria 


16S 


16S 


strain JCM1235 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 


240818 Bacteria _ 16S 


strain JCM1237 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 
240818 Bacteria_16S 


strain JCM1234 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 
240818 Bacteria_16S 


strain JCM6051 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 
cloacae complex. 
240818 Bacteria_16S 
thiophila strain 
Bacteria; 
240818 Bacteria_16S 


Enterobacteriales; 
2364271 2364178 1 


2425268 2425215 1 


2462958 2462865 1 


2620937 2620844 1 


2636065 2635972 1 


2676896 2676843 1 


2714249 2714196 1 


2731078 2731025 1 


2763685 2763592 1 


2765201 2765108 1 


2766717 2766624 1 


2947932 2947839 1 


2949422 2949329 1 


2950910 2950817 1 


2952411 2952318 1 


2953909 2953816 1 


3161204 31611511 


3300594 3300541 1 


Enterobacteriaceae; 


93 


54 


93 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


93 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


93 


54 


54 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


54 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


93 


93 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


93 


93 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


93 


93 


93 


93 


54 


NZ27 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


54 


Cedec 


gi| 219857485 


16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pasteurellac 


219857442 
24240 
Halo 
219857408 
24617 


gi 


gi 


219857252 
26197 
Enterobac 
219857234 
26348 


gi 


gi 


gi| 219857205 
2675717 26771 


gi| 219857179 
2713036 27145 
Enhygromyxa. 
gi| 219857167 
2729867 27313 
Nannocystineae 
gi|219857142 


16S ribosomal RNA, partial sequence 2762542 27639 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi|]219857141 
2763991 27654 
Enterobac 
gi|219857140 
2765507 27669 
Enterobac 
gi|219856825 
2946729 29481 
Enterobac 
gi|219856824 
2948221 29496 
Enterobac 
gi| 219856823 
2949709 29511 
Enterobac 
gi| 219856822 
2951208 29526 
Enterobac 
gi| 219856821 
2952708 29541 
Enterobac 


219846815 
31599 


gi 


gi| 219846721 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 


sulfidovorans Bacteria; 


Methylophaga. 
240818 Bacteria_16S 
thalassica strain 


Methylophaga. 
240818 Bacteria_16S 


strain ATCC 35842 16S ribosomal RNA, partial sequence 


Proteobacteria; 


3382888 3382835 1 


3384426 3384373 1 


Gammaproteobacteria; 


54 


ATCC 33146 16S ribosomal RNA, 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; 


54 


Thio 


gi|219846661 
complete sequence 
Thiotri 


gi|219846660 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref |NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref |NR_025243.1 
ea davisae Bacte 
ea. 
ref|NR_025073.1 
eae. 
ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024833.1 


Lebetimonas. 
ref |NR_024807.1 


ref|NR_024795.1 
50 Plesiocystis 
7 Nannocystaceae 
ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref|NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024644.1 


teriaceae; Serra 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 
ref|NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 
29 Enterobacter 
teriaceae; Enter 


ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Planctomyces maris 


maris Bacteria; 


es. 
Cedecea davisae strain 
ria; Proteobacteria; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Raoultella planticola 
ella planticola 
eae; Raoultella. 
Kluyvera georgiana 
ra georgiana Bacteria; 
era. 
Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 

Desulfuromonas 

uromonas thiophila 

aceae; Desulfuromonas. 
Methylophaga 

9 Methylophaga 

rickettsiaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


ref|NR_026252.1 


Methylophaga marina 


3383208 3384695 Methylophaga marina Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


240818 Bacteria_16S 3489870 3489817 1 54 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

240818 Bacteria_16S 3719069 3719016 1 54 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 
240818 Bacteria_16S 3774159 3774106 1 54 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
240818 Bacteria_16S 3777254 3777201 1 54 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 
240818 Bacteria_16S 3816628 3816575 1 54 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 
240818 Bacteria_16S 3970963 3970894 1 69 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 

240818 Bacteria_16S 1443539 1443447 1 92 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

240818 Bacteria_16S 16183 16132 £ 52 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 


240818 Bacteria_16S 61837 61746 4 94 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

240818 Bacteria_16S 217247 217196 1 52 gi|265678918|ref|NR_029226.1| Blastopirellula marina 


strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 

Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

240818 Bacteria_16S 639182 639091 4 94 gi|265678625|ref|NR_028930.1| Stenotrophomonas 

rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
, 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
240818 Bacteria_16S 681639 681576 4 66 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

240818 Bacteria_16S 693757 693706 1 52 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
strain IS1B 16S ribosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 

240818 Bacteria_16S 761072 761009 4 66 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
strain V33 16S ribosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

240818 Bacteria_16S 849675 849584 4 93 gi|265678480|ref|NR_028783.1| Klebsiella 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 


singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 
240818 Bacteria_16S 867954 867863 4 94 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

240818 Bacteria_16S 941386 941335 1 52 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 


240818 Bacteria_16S 984428 984377 1 52 gi|265678388|ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 98319 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

240818 Bacteria_16S 1062368 10623171 52 gi|265678336|ref|NR_028638.1| Chitinophaga 


japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 


240818 Bacteria_16S 1201272 1201197 1 75 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

240818 Bacteria_16S 1252500 1252449 1 52 gi|219857241|ref|NR_024869.1| Treponema socranskii 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
socranskii subsp. paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

240818 Bacteria_16S 1254027 1253976 1 52 gi|219857240|ref|NR_024868.1| Treponema socranskii 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

240818 Bacteria_16S 1312751 1312660 4 94 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 


pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 


pv. 
Xanthomonas. 


240818 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


240818 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 


240818 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


240818 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


240818 Bacteria_16S 
n CB-226 16S ribosomal RNA, partial sequ 
Gammaproteobacteria; 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


240818 Bacteria_16S 
R29812 16S ribosomal RNA, partial sequen 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


240818 Bacteria_16S 


1429646 1429555 4 94 gi 
in USAM 3C 16S ribosomal RNA, partial 


2185157 2185066 4 94 gi 


ria; Proteobacteria; 


2224454 2224403 1 52 gi 


hermodesulfobacteria; Thermodesulfobacte 
te 
2318812 2318721 4 


94 gi 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


240818 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


240818 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


240818 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


240818 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


240818 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


240818 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


240818 Bacteria_16S 


strain LMG 8678 1 


acteria; Gammaproteobacteria; Xanthomona 
2320404 2320313 4 94 gi 
rain AMX 19 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobacte 


2851532 2851441 4 94 gi 
n ATCC 19867 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacteria 


2853101 2853010 4 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomona 
2857780 2857689 4 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomona 
2865440 2865357 1 83 gi 
ATCC 14820 16S ribosomal RNA, partial s 
ia; Proteobacteria; Alphaproteobacteria; 


2923821 2923730 4 94 gi 
12-3 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Xanthomona 
3183897 3183806 4 94 gi 


ammaproteobacteria; Xanthomonadales; Xan 


224581439 
sequence 


eria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xant 
2042137 2042046 4 94 gi| 219878167 |ref|NR_025306.1 
rain B1616/1 16S ribosomal RNA, partial sequence 2040918 204243 
cteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xa 
2043696 2043605 4 94 gi|219878166|ref|NR_025305.1 
train L2 16S ribosomal RNA, partial sequence 2042490 204400 
acteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
2045271 2045180 4 94 gi| 219878165 |ref|NR_025304.1 
16S ribosomal RNA, partial sequence 20440 


ence 


219857583 


ce 22232 
riales; 


219857517 


ce 23175 
dales; X 


219857516 


equence 
ria; Xan 


219856890 


sequence 
; Pseudo 


219856889 


28518 
dales; X 


219856886 


28565 
dales; X 


219856881 


equence 
Sphingo 


219856841 


e 29226 
dales; X 


219846799 
6S ribosomal RNA, partial sequence 3182688 31841 


Xanthomonadales; 


Proteobacteria; 
240818 Bacteria_16S 
strain LMG 947 16 
Proteobacteria; 
240818 Bacteria_16S 
strain LMG 673 16 
Proteobacteria; 
240818 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
240818 Bacteria_16S 
strain LMG 690 16 
Proteobacteria; 
240818 Bacteria_16S 
strain LMG 733 16 
Proteobacteria; 
240818 Bacteria_16S 


strain LMG 847 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 


S ribos 


S ribos 


S ribos 


S ribos 


3185449 3185358 4 


3187001 3186910 4 


3188553 3188462 4 
Proteobacteria; 


3190105 3190014 4 


3191657 3191566 4 


3193209 3193118 4 


Xanthomonadales; 


94 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


94 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


94 


94 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


94 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


94 


Xanthomonad 
gi|219846798 
3184240 31857 

Xanthomonad 
gi|219846797 
3185792 31872 

Xanthomonad 


gi|219846796 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Xantho: 


gi|219846795 
3188896 31903 

Xanthomonad 
gi|219846794 
3190448 31919 

Xanthomonad 
219846793 


gi 


ref|NR_027221.1 
1428427 142992 


ref 
2 


NR_025198.1 
183928 218546 
Xanth 


ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 


ref|NR_024709.1 
2850317 285183 
monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_026391.1 


aceae; Xanthomon 
ref |NR_026390.1 


aceae; Xanthomon 
ref|NR_026389.1 


aceae; Xanthomon 
ref |NR_026388.1 
187344 318884 
monadales; Xanth 


Ww 


ref |NR_026387.1 


aceae; Xanthomon 
ref|NR_026386.1 


aceae; Xanthomon 


juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
thomonadaceae; 
219857609 


Luteimonas. 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 

monas cissicola 
Xanthomonas. 
Sphingomonas 

8 Sphingomonas 

gomonadaceae; 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 

Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


ref |NR_026385.1 


Xanthomonas pisi 


3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


240818 Bacteria_ 


strain LMG 736 1 
Proteobacteria; 


240818 Bacteria_ 


strain LMG 5743 
Proteobacteria; 


240818 Bacteria_ 


strain LMG 5047 
Proteobacteria; 


240818 Bacteria_ 


strain LMG 708 1 
Proteobacteria; 


240818 Bacteria_ 


strain LMG 538 1 
Proteobacteria; 


240818 Bacteria_ 
albilineans strai 
albilineans Bacte 


Xanthomonas. 


240818 Bacteria_ 


strain NCTC 8378 
Bacteria; 


240818 Bacteria_ 


strain NCTC 3438 
Bacteria; 


240818 Bacteria_ 


strain N 155 16S 
Proteobacteria; 


240818 Bacteria_ 


strain N. Pfenni 
Proteobacteria; 


240818 Bacteria_ 


asaccharolytica 
asaccharolytica 
Sphingomonas. 


240818 Bacteria_ 


strain ATCC 1546 
Proteobacteria; 


240818 Bacteria_ 


strain H168 16S 
Firmicutes; Clos 


240818 Bacteria_ 


phyllosphaerae s 
phyllosphaerae B 
Sphingomonas. 


240818 Bacteria_ 


effusa strain AP 
Bacteria; Proteo 


240818 Bacteria_ 


subsp. rosea str 
subsp. rosea Bac 
Roseomonas. 


240818 Bacteria_ 


strain E7107 16S 
Proteobacteria; 


240818 Bacteria_ 


strain 5424 16S 
Proteobacteria; 


240818 Bacteria_ 


strain 173-96 16 
Proteobacteria; 


240818 Bacteria_ 


ludipueritiae st 
ludipueritiae Ba 
Roseomonas. 


240818 Bacteria_ 


strain BCH 16S r 
Proteobacteria; 


240818 Bacteria_ 


Proteob 


Proteob 


16S 3196311 3196220 4 94 gi 


6 
G 
16S 3296030 3295939 4 94 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; 


S ribosomal RNA, partial sequence 


16S 
5 


3628012 3627949 4 
16S ribosomal RNA, 


66 gi 
complete sequence 


16S 3825832 3825738 1 
16S ribosomal RNA, 


94 gi 
complete sequence 


16S 3889792 3889729 4 66 

ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 
16S 58774 58680 1 94 gi 
g 2711 16S ribosomal RNA, partial seque 
Gammaproteobacteria; Chromatiales; Chro 
16S 67846 67768 1 78 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


gi 


s 
B 
16S 178800 178718 
8 16S ribosomal RNA, 
Gammaproteobacteria; Aeromonadales; Aer 
16S 323529 323463 1 66 gi 
ribosomal RNA, complete sequence 
tridia; Halanaerobiales; Halanaerobiace 
16S 373322 373244 1 78 gi 
train FA2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteobac 


a 82 gi 
partial sequence 


16S 387121 387071 4 54 gi 
103 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Xanthomo 
16S 431839 431773 1 66 gi 
in MDA5605 16S ribosomal RNA, partial 


eria; Proteobacteria; Alphaproteobacte 


a 
t 


16S 447298 447232 1 66 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 448830 448764 1 66 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 560462 560396 1 66 gi 
S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 561997 561931 1 66 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


gi 


xr 
te; 
16S 598062 597968 1 94 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chro 
16S 720787 720709 1 78 gi 


gi 


3293271 32947 
ammaproteobacteria; Xanthomonadales; X 


Gammaproteobacter 


acteria; Betaproteobacteria; Neisseria 


acteria; Gammaproteobacteria; Pasteure 


3888563 38900 


322285 32381 


446125 44760 


447654 44913 


559287 56077 


596871 59824 


219846791 


anthomonad 
219846724 
equence 

ia; Xantho 
219846487 
36267 
les; Neiss 
219846346 
38245 
llales; Pa 
219846302 


eriaceae; 

265679025 
nce 57580 
matiaceae; 
265679019 
sequence 

cteria; Sp 


265678944 
17756 

omonadacea 

265678845 


ae; Haloth 
265678806 
quence 
teria; Sph 
265678797 
38592 
nadales; S 
265678767 
sequence 
ria; Rhodo 


265678757 


Acetobacte 
265678756 


Acetobacte 
265678679 


Acetobacte 
265678678 
sequence 

eria; Rhod 


265678654 


matiaceae; 
265678568 


ref|NR_026383.1| Xanthomonas vasicola 


6S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

16S 3289851 3289760 4 94 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

16S 3291376 3291285 4 94 gi| 219846727 |ref|NR_026319.1| Xanthomonas oryzae 
16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

16S 3292928 3292837 4 94 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
6S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

16S 3294480 3294389 4 94 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
aceae; Xanthomonas. 
ref|NR_026316.1] Xanthomonas 
3294823 3296322 Xanthomonas 
monadales; Xanthomonadaceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 


ref|NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref |NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 
steurellaceae; Avibacterium. 
ref|NR_025892.1| Neisseria flavescens 
48 Neisseria flavescens Bacteria; 
Neisseria. 
ref |NR_029333.1 
59029 Thiocy 
Thiocystis. 
ref |NR_029327.1 
66694 68135 
hingomonadales; 


Thiocystis violacea 
stis violacea Bacteria; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


ref |NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 
ref|NR_029111.1 
372149 373610 
ingomonadales; S 


Aeromonas punctata 
nas punctata Bacteria; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


ref |NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_029072.1 

430661 432145 
spirillales; Ace 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 
ref|NR_029061.1| Roseomonas gilardii 
5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 
ref|NR_028984.1| Roseomonas rosea 
1 Roseomonas rosea Bacteria; 
raceae; Roseomonas. 
ref|NR_028983.1] Roseomonas 

560822 562307 Roseomonas 
ospirillales; Acetobacteraceae; 


ref|NR_028959.1| Thiobaca trueperi 
0 Thiobaca trueperi Bacteria; 

Thiobaca. 
ref|NR_028872.1|] Asticcacaulis 


biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


Asticcacaulis. 


719632 721036 Asticcacaulis 


240818 Bacteria_ 


strain MDA5527 1 


Proteobacteria; 


240818 Bacteria_ 


strain J1 16S ri 
Proteobacteria; 


240818 Bacteria_ 


strain SJ 16S ri 
Proteobacteria; 


240818 Bacteria_ 


yabuuchiae strai 
Bacteria; 


240818 Bacteria_ 


strain DAPP-PG 2 
Proteobacteria; 


240818 Bacteria_ 


9187 strain TA 4 
Bacteria; 


240818 Bacteria_ 


subsp. elongata 
elongata subsp. 
Neisseria. 


240818 Bacteria_ 


strain 8025 16S 
Proteobacteria; 


240818 Bacteria_ 


smithia s 
smithia B 


subsp. 
subsp. 


240818 Bacteria_ 


strain EDIV 16S 
Proteobacteria; 


240818 Bacteria_ 


strain ATCC 1526 
Proteobacteria; 


240818 Bacteria_ 


strain LMG 31754 
Proteobacteria; 


240818 Bacteria_ 
16S ribosoma 


Soel 
Gammaproteobacte 


240818 Bacteria_ 


strain H-8 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
240818 Bacteria_ 


hongkongensis st 
hongkongensis Ba 


240818 Bacteria_ 


strain ICPB 3636 
Proteobacteria; 


240818 Bacteria_ 


subsp. pectinoly 
salmonicida subs 
Aeromonadaceae; 


240818 Bacteria_ 


strain JSS-26 16 
Proteobacteria; 


240818 Bacteria_ 


strain JSS-7 16S 
Proteobacteria; 


240818 Bacteria_ 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


240818 Bacteria_ 


oligophenolica 1 
Proteobacteria; 


240818 Bacteria_ 
strain CreCitl 16S ribosomal RNA, partial sequence 


Proteob 


Proteob 


16S 
6 


742220 742154 1 


16S 759518 759468 4 
B 
16S 768609 768527 
bosomal RNA, partial 
Alphaproteobacteria; 
16S 936799 936749 
bosomal RNA, partial 
Deltaproteobacteria; 
16S 


1 


4 


1068378 1068300 1 
n 
acteria; Alphaproteobac 
16S 1078681 1078603 1 

2 
Alphaproteobacteria; 
16S 1496428 1496346 1 
r 16S ribosomal RNA, 
16S 1508386 1508336 4 
s 
e 


16S 
xr 
G 
16S 
Ci 
acteria; 


1512866 1512772 1 
ibosomal RNA, partial s 


1571707 1571625 1 


Proteobacteria; 
16S 1956725 1956647 1 

ribosomal RNA, partial s 
Alphaproteobacteria; 
16S 
0 
Alphaproteobacteria; 
16S 
1 
G 
16S 


2016527 2016449 1 


2026990 2026908 1 


2089712 2089662 4 

1 RNA, partial sequence 
ria; Xanthomonadales; 
16S 2154799 2154733 1 

ibosomal RNA, partial se 
16S 2230603 2230553 4 
xr 
cteria; Proteobacteria; 
16S 2265838 2265788 4 


B 
16S 
t 
Pp 
Aeromonas. 

16S 2459908 2459830 1 
s 
Alphaproteobacteria; 
16S 


2456990 2456908 1 


2461400 2461322 1 


Alphaproteobacteria; 
16S 2625473 2625423 4 


Bacteria; Proteobacteri 
16S 
6 
Alphaproteobacteria; 
16S 


2885727 2885649 1 


3054198 3054148 4 


66 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
240818 Bacteria_ 
strain Al 16S rib 


54 


osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 


82 


sequence 
Rhizobiales; 


54 


sequence 
Bdellovibrionales; 


78 


Al-18 16S ribosomal RNA, partial sequ 


teria; 
78 


4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 


82 


complete sequence 
acteria; Gammaproteobacteria; Aeromona 


54 


train ATCC 25295 16S ribosomal RNA, 
longata Bacteria; Proteobacteria; Beta 


94 
equence 


ammaproteobacteria; Pasteurellales; Pa 


82 


rain AS20/1/1 16S ribosomal RNA, parti 


Gammap 
78 
equence 


Sphingomonadales; 


78 


16S ribosomal RNA, partial sequence 
Sphingomonadales; 


82 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 


54 
20 


Sinobacteraceae; 


66 
quence 


54 


ain HKU1 16S ribosomal RNA, partial se 
Betaproteobacte 


54 


16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neiss 


82 


ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


78 


ribosomal RNA, partial sequence 
Sphingomonadales; 


78 


ribosomal RNA, partial sequence 
Sphingomonadales; 


54 


strain RP5557 16S ribosomal RNA, parti 
Gammaproteob 


a; 


78 


S ribosomal RNA, partial sequence 
Sphingomonadales; 


54 


gi| 265678553 
741046 74252 
Acetobacte 
gi| 265678540 
758305 75981 
Neisseriaceae; 
gi| 265678534 
767437 76891 
Hyphomicrobiace 
gi| 265678421 
935581 93704 
Bacteriov 
265678332 
ence 10672 
Sphingomonadales; 
gi| 265678324 
10775 
Sphingomon 
219846691 
14952 
dales; Aer 
219846303 
mplete seq 
proteobact 


gi 


gi 


gi 
co 


gi| 219878127 
1511717 15130 
steurellac 
219878156 
al sequenc 
roteobacteria; Aer 
gi| 219878224 
1955571 19570 
Sphingomon 
219878185 
20153 
Sphingomon 
219878178 
20257 
omonadacea 
gi| 219878130 
88549 2089942 Nevsk 
Nevskia. 
gi| 219857632 
2153652 21550 
Acetobacte 
219857579 
quence 
ria; Neiss 
219857556 


gi 


gi 


gi 


gi 


gi 


eriaceae; 

219857413 
rtial sequ 
ia; Gammap 


gi 


’ 


gi| 219857410 
2458757 24601 
Sphingomon 
gi| 219857409 
2460248 24616 
Sphingomon 
219857248 
al sequenc 
acteria; X 


gi 


gi| 219856866 
2884576 28858 
Sphingomon 


ref|NR_028857.1 


race 
ref 


ae; Roseomon 
NR_028844.1 


iella. 
NR_028838.1 


Alys 
ref 


ae; Devosia. 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_025893.1 
uence 150715 
eria; Neisserial 


, 


ref|NR_025266.1 
eae; Histophilus 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref |NR_025269.1 
ia ramosa Bacter 
ref|NR_025221.1 
raceae; Rubritep 
ref|NR_025167.1 

2229404 223086 
eriales; Neisser 
ref|NR_025144.1 


nsiella. 
NR_025001.1 

245578 
obacteria; 


Simo 
ref 

ence 

rote 


ref|NR_024998.1 


adac 
ref 


eae; Sphingo 
NR_024997.1 


adaceae; Sphingo: 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref |NR_024685.1 


adaceae; Sphingo: 


gi|219846886 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


ref|NR_026478.1 


Formivibrio. 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 

Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 

Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Histophilus somni 


77 Histophilus somni Bacteria; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Sphingomonas koreensis 


97 Sphingomonas koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


89 Sphingomonas aquatilis Bacteria; 


monas. 
Rhodanobacter 

6 Rhodanobacter 

Xanthomonadaceae; 


Sphingomonas 


81 Sphingomonas oligophenolica Bacteria; 


monas. 
Formivibrio citricus 


3052993 3054482 Formivibrio citricus Bacteria; 


240818 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


240818 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; 


strain IFO 10550 


strain IFO 15498 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


240818 Bacteria_16S 


strain LMG 2142 1 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
240818 Bacteria_16S 


strain CIP 7430 
Proteobacteria; G 


240818 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


240818 Bacteria_16S 


G 
240818 Bacteria_16S 


3096309 3096259 1 51 gi 
n H 18 16S ribosomal RNA, partial sequ 


3173259 3173165 1 94 

ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3209722 3209644 1 78 gi 


gi 


Sphingomonadales; 
3211214 32111361 78 gi 


Sphingomonadales; 
3243094 3243044 4 54 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 
3262570 3262492 1 78 gi 
Sphingomonadales; 
3312710 3312632 1 78 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 
3613162 3613080 1 82 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
3649432 3649350 1 82 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3693621 3693527 1 94 gi 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


240818 Bacteria_16S 


allosaccharophila 
allosaccharophila 
Aeromonas. 


240818 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


240818 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


240818 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


240818 Bacteria_16S 


strain 848 16S ri 
Proteobacteria; G 


240818 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


240818 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


240818 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


240818 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


240818 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


240818 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


240818 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


240818 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


acteria; Gammaproteobacteria; Methyloc 
3813556 3813474 1 82 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
3875797 3875747 4 54 gi 
etaproteobacteria; Neisseriales; Neiss 
3888255 3888205 4 54 gi 
n Gottingen 1488-6 16S ribosomal RNA, 

ria; Proteobacteria; Betaproteobacteri 
3891329 3891279 4 54 gi 


a; Neisseriales; Neisseriaceae; Kingel 
4009285 4009203 1 82 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
4101434 4101384 4 54 gi 
n Sl 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 
34621 34540 1 81 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
54341 54288 1 54 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
57274 57181 1 93 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
93287 93234 L 54 gi 
ain PAL-1 16S ribosomal RNA, complete 
teria; Deferribacteres; Deferribactera 
181771 181718 1 54 gi 
ain CG 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
195604 195511 1 93 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
209554 209501 1 54 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 


acteria; Gammaproteobacteria; Aeromona 


3172065 31735 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
240818 Bacteria_16S 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
240818 Bacteria_16S 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
240818 Bacteria_16S 
3311548 33129 


6S ribosomal RNA, partial sequence 3874615 38761 


3890099 3891585 Kinge 


4008054 40095 


219846858 
ence 30950 
dales; Suc 
219846806 


matiaceae; 
219846782 


Sphingomon 
219846781 


Sphingomon 
219846759 
quence 

; Desulfov 


219846746 


Sphingomon 
219846712 


Sphingomon 
219846497 
36119 
omonadacea 
219846472 
nce 36482 
occales; M 
219846442 
36924 
occales; M 
219846354 
artial seq 
bacteria; 


e; 


219846312 


eriaceae; 

219846304 
partial se 
a; Neisser 
219846301 


la 
219846217 


omonadacea 
219846152 
nce 41002 
les; Neiss 
265679041 
33436 
obacterine 
265679028 
1 sequence 
stridiales 
265679026 
nce 56079 
ales; Chro 
265679001 
sequence 
les; Defer 
265678942 
ence 18057 
idiaceae; 
265678933 
ence 19438 
occales; M 
265678923 


e; 


ref 
79 3096617 Rumin 
cini 
ref 
14 Thiorhodococcus minor Bacteria; 
Thi 
ref 
11 Sphingomonas 
adac 
ref 
03 Sphingomonas 
adac 
ref = 
3241884 32433 
ibri 


ref 
78 Sphingomonas 
adac 
ref 
85 Sphingobium xenophagum Bacteria; 
adac 
ref 
33 3613434 Aeromo 
Aeromonas. 

ref 
06 3649696 Methy 
ethy 
ref 
15 3693865 Methy 
ethy 
ref 
uenc 
Aero 


ref 
01 Neisseria weaveri Bacteria; 
Neis 
ref 
quen 
iale 
ref 
lla 


ref 
59 Aeromonas molluscorum Bacteria; 
Aeromonas. 
ref 
22 4101735 Chiti 
eria 
ref 
34786 
ae; 
ref 
53088 


57529 
mati 
ref 
92051 
riba 
ref 
4 182073 Clost 
Clos 
ref 
5 195842 Methy 
ethy 
ref 


NR_026450.1 
° 
vibrionacea 
NR_026398.1 


orhodococcu 
NR_026374.1 


eae; Sphingo 
NR_026373.1 


eae; Sphingo 
NR_026351.1 
9 
u 


onales; Des 


NR_026338.1 


eae; Sphingo 
NR_026304.1 


eae; Sphingo 
NR_026089.1 


NR_026064.1 
a 
lococcaceae; 
NR_026033.1 
1 
lococcaceae; 
NR_025945.1 
e 381232 
monadales; A 


NR_025902.1 


seria. 
NR_025894.1 
ce 388702 
s; Neisseria 
NR_025891.1 
oralis Bacte 


NR_025807.1 


NR_025742.1 
n 
ceae; Chitin 
NR_029349.1 
Atopob 
Coriobacteri 
NR_029336.1 
54587 
ptococcaceae 
NR_029334.1 
Thiocy 
aceae; Thioc 
NR_029309.1 
93594 
cteraceae; G 
NR_029250.1 
r 
tridium. 
NR_029241.1 
i 
lococcaceae; 


e: 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Thiorhodococcus minor 


’ 


Ss. 


Sphingomonas mali 


mali Bacteria; 


monas. 
Sphingomonas pruni 


pruni Bacteria; 


monas. 
Desulfovibrio 

3 Desulfovibrio 

lfovibrionaceae; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Sphingobium xenophagum 


bium. 
Aeromonas bestiarum 
nas bestiarum Bacteria; 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Aeromonas 
7 3813828 Aeromonas 
eromonadaceae; 


Neisseria weaveri 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Kingella oralis strain 
ria; Proteobacteria; 


Aeromonas molluscorum 


Chitinibacter 
ibacter tainanensis 
ibacter. 

Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 

Geovibrio 
Geovibrio 
eovibrio. 
Clostridium 

idium proteolyticum 


v 


Methylococcus 
ococcus capsulatus 
Methylococcus. 


NR_029231.1 


Clostridium sporogenes 


208355 209857 Clostridium sporogenes 


idiaceae; 


Clostridium. 


240818 Bacteria_ 
vibrioformis stra 
vibrioformis Bact 
240818 Bacteria_ 
A strain ELTDK 10 
Firmicu 


Bacteria; 


240818 Bacteria_ 
strain E-1-A 16S 


Proteobacteria; 


240818 Bacteria_ 
denitrificans str 
denitrificans Bac 


Pseudovibrio. 


240818 Bacteria_ 


acidaminovorans 
acidaminovorans 


240818 Bacteria_ 
bajacaliforniensi 
bajacaliforniensi 
240818 Bacteria_ 
strain CR 16S rib 


Proteobacteria; 


240818 Bacteria_ 


hydrogeniphilus 
hydrogeniphilus 


240818 Bacteria_ 
strain L1-92 16S 
Clost 


Firmicutes; 


240818 Bacteria_ 
strain NGA 16S ri 


Synergistetes; S 


240818 Bacteria_ 
brasiliensis stra 
brasiliensis DSM 


Planctomyces. 


240818 Bacteria_ 
strain B43 16S ri 


Proteobacteria; 


240818 Bacteria_ 
halophila strain 


Bacteria; 


subterraneus Bac 
Thermaerobacter. 


240818 Bacteria_ 


strain IMT37 16S 
Proteobacteria; 


240818 Bacteria_ 


subsp. pomaceae 
subsp. pomaceae 
Zymomonas. 


240818 Bacteria_ 


subsp. mobilis s 


mobilis subsp. mo 


Sphingomonadacea 


240818 Bacteria_ 


strain 19 16S ri 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 956918 956849 1 69 gi| 265678408 |ref|NR_028710.1 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyl 
Pseudaminobacter. 

240818 Bacteria_16S 973865 973816 1 50 gi| 265678395 |ref|NR_028697.1 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddli 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

240818 Bacteria_16S 975409 975356 1 54 gi|265678394|ref|NR_028696.1 
strain T-3 16S ribosomal RNA, partial sequence 974224 97564 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
240818 Bacteria_16S 979816 979763 1 54 gi| 265678391 |ref|NR_028693.1 


strain II-2 16S 


Bacteroidetes; S 


Proteob 
240818 Bacteria_ 
subterraneus stra 


16S 294718 294669 3 52 gi| 265678864 |ref|NR_029170.1| Prosthecochloris 
in 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
eria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 
16S 314505 314452 1 54 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
3 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 356913 356844 1 69 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 
16S 371824 371755 1 69 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
ain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
16S 483901 483820 1 81 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
strain sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
16S 485433 485380 1 54 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
s strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
s Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
16S 537508 537455 1 54 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
osomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
16S 620943 620890 1 54 gi| 265678638 |ref|NR_028943.1| Caminibacter 
strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
16S 658851 658770 1 81 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Anaerostipes. 
16S 677119 677066 1 54 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
bosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
ynergistia; Synergistales; Synergistaceae; Anaerobaculum. 
16S 695254 695201 1 54 gi| 265678586 |ref|NR_028891.1| Planctomyces 
in DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
16S 717666 717573 1 93 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
bosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
16S 734515 734422 1 93 gi|265678559|ref|NR_028863.1| Thiohalocapsa 
4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
acteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 
16S 802531 802478 1 54 gi|265678511|ref|NR_028814.1| Thermaerobacter 
in C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
16S 822263 822210 1 54 gi|265678498|ref|NR_028801.1| Pseudomonas indica 
ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
16S 834620 834551 1 69 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
16S 836122 836053 1 69 gi| 265678489 |ref|NR_028792.1| Zymomonas mobilis 
train ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
bilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
e; Zymomonas. 
16S 846773 846692 1 81 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
bosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 


ribosomal RNA, partial sequence 
phingobacteria; Sphingobacteriales; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Lewinella cohaerens 


978631 980048 Lewinella cohaerens Bacteria; 
Saprospiraceae; Lewinella. 


240818 Bacteria_16S 


strain TO-931 16S 
Firmicutes; 


Salinisphaera. 


240818 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


240818 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


240818 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


240818 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


240818 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


240818 Bacteria_16S 


strain CM243 16S 


Clost 
240818 Bacteria_16S 
shabanensis strai 
shabanensis Bacte 


1101292 11012111 
riboso 
ridia; 


81 

mal RNA, partial sequence 
Clostridiales; 
1140768 1140715 1 
n E1L3A 16S ribosomal RNA, 
ria; Proteobacteria; 


gi 


Clostridiaceae; 

54 gi 
complete se 
Gammaproteobacter 


1145330 1145277 1 
rain CM 
cteria; 


54 gi 
3 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobac 


1149870 1149817 1 54 
ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
1290160 1290079 1 81 gi 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; Cori 
1364601 1364520 1 81 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1497957 1497904 1 54 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
1615974 16159211 54 
ribosomal RNA, partial sequence 


gi 


16 
ch 


gi 


265678309 
1100149 11015 
Clostridiu 
253680763 
quence 

ia; 


253680760 
quence 
teria; 


253680757 
1148654 11501 


Ruminococc 
219846665 
S riboso 
arolytic 


219878466 
1614821 16162 


Salini 


ref|NR_028611.1 
m. 
ref|NR_028011.1 

1139586 114102 
sphaerales; Sal 


NR_028008.1 
144133 114556 
udomonadales; Ps 


ref 


R 


Pse 


ref|NR_028005.1 


ref|NR_026093.1 
ae; Coriobacter 
ref|NR_027579.1 
15 1364816 Rumin 
aceae; Ruminococ 
ref|NR_026257.1 
mal RNA, comple 
um Bacteria; Fi 


13634 


B 


ref|NR_025605.1 


i 


fo} 


of 
sas 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 
Geovibrio. 
219846501 
complete sequence 1289055 12904 
obacterine 
228719063 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 
i 


aceae; Atopobium. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 
Halanaerobium 
e sequence 
micutes; 


1496733 
Clostridia; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 
240818 Bacteria_16S 1705952 1705899 1 54 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 


Actinobacteria; R 


240818 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


240818 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; G 


240818 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


240818 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


240818 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


240818 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


240818 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


240818 Bacteria_16S 


pomorum strain 3A 
Bacteria; Firmicu 


240818 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


240818 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


phaeum strain PB 
Firmicutes; Clost 


ubrobacteridae; Thermoleophilales; The 
1766770 17667171 54 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
2029969 2029876 1 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
2147277 21472241 54 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2254964 2254911 1 54 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


en 
al 


ma 


se 


en 
id 


2351996 2351915 1 81 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2458418 2458349 1 69 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


ne 


qu 
ia 


2694809 2694740 1 69 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia. 
2723392 2723339 1 54 gi 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Alicyclobacillaceae; 

2816463 2816410 1 54 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


Al 


eq 
ia 


2842286 2842233 1 54 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2884266 2884213 1 54 gi 


ce 
na 


ridia; Thermoanaerobacterales; Thermoana 


240818 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


240818 Bacteria_16S 


strain S37 16S ri 
Proteobacteria; A 


2905359 2905306 1 54 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


ue 
al 


rmoleophil 
219878360 


ce 
es; 


219878176 
2028754 20301 
tiaceae; 
219857637 
2146078 21475 
udomonad. 
219857563 


ce 
ial 


219857493 


rgi 


219857411 


enc 
s 


v 


219857192 
2693690 26949 


219857173 


icy 


219856913 


uen 
P 


v 


219856896 


nce 
es; 


2965941 2965872 1 69 
bosomal RNA, partial sequence 
lphaproteobacteria; 


gi 


Sphingomonadales; 


219856812 
2964771 2966222 Sphingopyxis chilensis Bacteria; 
Sphingomonadaceae; 


erobiace 
219856869 
16S ribosomal RNA, partial sequence 2883064 28845 
erobacte 
219856853 


aceae; Thermoleo 
ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025315.1 


17655 
Ecto 


omatium. 
NR_025226.1 


Chr 
ref 


aceae; Pseudomon 
ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


22537 
es Fa 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref |NR_024999.1 

2457264 245870 
omonadales; Sphi 


23507 
stace 


e 
phing 


ref|NR_024820.1 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
NR_024734.1 
2815260 281674 
monadales; Pseud 


27221 
cloba 


ce 
seudo: 


ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref|NR_024688.1 


28410 


raceae; Thermace 
ref|NR_024672.1 
2904128 290561 


Clostridiales Family 


ref|NR_024631.1 


Sphingo 


philum. 
Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Chromatium okenii 


44 Chromatium okenii Bacteria; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 

Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Sphingopyxis 

6 Sphingopyxis 
ngomonadaceae; 


Borrelia turcica 


59 Borrelia turcica Bacteria; 


Alicyclobacillus 
lobacillus pomorum 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Halanaerobium 
erobium fermentans 
m. 
Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Thermaerobacter 

5 Thermaerobacter 
XVII. Incertae Sedis; 


Sphingopyxis chilensis 


pyxis. 


240818 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


240818 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


240818 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


240818 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


240818 Bacteria_16S 


arcachonense stra 
arcachonense Bact 
Sulfurospirillum. 


240818 Bacteria_16S 
RB16-17 16S ribosomal RNA, partial seq 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


240818 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


240818 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


240818 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3034356 3034303 1 54 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3159680 3159635 1 46 gi 


eria; Proteobacteria; Epsilonproteobac 


3197790 31977211 69 gi 
a; Proteobacteria; Alphaproteobacteria 


3230845 3230792 1 54 gi 
ridia; Clostridiales; Clostridiales Fa 
3315785 3315732 1 54 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

3318829 3318776 1 54 


ribosomal RNA, partial sequence 


Spirocha 
gi 


240818 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


2975480 29769 


in F1F6 16S ribosomal RNA, partial seq 


16S ribosomal RNA, partial sequence 3229651 32311 


3314589 33160 


3317638 33191 


Clostridiu 
219846900 
equence 
idiales; C 
219846816 
uence 
teria; Cam 
219846790 
uence 
Sphingom 


, 


219846767 


mily XI. I 
219846710 


eta. 
219846708 


2972064 2972011 1 54 gi|219846942|ref|NR_026534.1| Pseudomonas 
in LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2973579 2973526 1 54 gi|219846941|ref|NR_026533.1| Pseudomonas 
ain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2976672 2976619 1 54 gi|219846939|ref|NR_026531.1| Clostridium ultunense 


25 Clostridium ultunense Bacteria; 
m. 
NR_026492.1 
3033166 303464 
lostridiaceae; C 
ref |NR_026408.1 
158497 315992 
pylobacterales; 


Clostridium 
4 Clostridium 
lostridium. 
Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Ww 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


ref|NR_026382.1 
196654 319807 


onadales; Sphing 


w 


ref |NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; Peptoniphilus. 
ref|NR_026302.1| Spirochaeta africana 
62 Spirochaeta africana Bacteria; 


Peptoniphilus ivorii 
ivorii Bacteria; 


ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


rochaetales; Spirochaetaceae; Spirochaeta. 
3376751 3376698 1 54 gi|219846666|ref|NR_026258.1| Halanaerobium 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


senegalense Bacteria 


v 


Firmicutes; Clostridia; 


Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

240818 Bacteria_16S 3388938 3388845 1 93 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

240818 Bacteria_16S 3580981 3580928 1 54 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

240818 Bacteria_16S 3629604 3629551 1 54 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

240818 Bacteria_16S 3676971 3676918 1 54 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

240818 Bacteria_16S 3678534 3678481 1 54 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

240818 Bacteria_16S 3760721 3760652 1 69 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 


strain Co53T 16S 
Spirochaetes; 


240818 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


240818 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


240818 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


240818 Bacteria_16S 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 


Spi 


rochaetales; 


ribosomal RNA, partial sequence 
Spirochaetaceae; Borrelia 


3759507 37610 


3842377 3842324 1 
H200 16S ribosomal RNA, 
tes; Clostridia; Halanaerobiales; 
3934023 3933954 1 69 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
4001706 4001625 1 81 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


54 gi 
complete seque 
Hala 


gi 


4072753 4072700 1 54 gi 
rain BOR-Y 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
4231129 4231076 1 


54 gi 


3932829 39341 


219846334 
nce 38411 
naerobiace 
219846271 


219846224 
uence 
a; Sphingo: 


219846171 
sequence 


idiales; C 


219846048 


mona 


ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiw 
ref|NR_025861.1 


ref|NR_025814.1 
4000552 400199 
dales; Sphin 
ref|NR_025761.1 
071551 407304 
lostridiales Fa 


i 


ref 


e 
m 


5 
g 


4 


mily XI. 


NR_025638.1 


25 Borrelia coriaceae Bacteria; 


Halanaerobium 
robium lacurosei 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Sphingopyxis 
Sphingopyxis 
omonadaceae; 


Soehngenia 
Soehngenia 


Desulfotomaculum 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


Peptococcaceae; 


Desulfotomaculum. 


Incertae Sedis; 


4229850 4231400 


240818 Bacteria_ 


limnophilus stra 
limnophilus Bact 
Planctomyces. 


240818 Bacteria_ 


nagasakiensis st 
nagasakiensis Ba 
Thermaerobacter. 


240818 Bacteria_ 


strain LMG 471 1 
Proteobacteria; 


240818 Bacteria_ 


strain LMG 8670 
Proteobacteria; 


240818 Bacteria_ 


strain PUPA-2 16 
Tenericutes; Mol 


240818 Bacteria_ 


hassiacum strain 
Bacteria; Proteo 


240818 Bacteria_ 


strain NCTC 1061 
Proteobacteria; 


240818 Bacteria_ 


valvarum strain 
Bacteria; Proteo 


240818 Bacteria_ 


strain BARC318 1 
Tenericutes; Mol 


240818 Bacteria_ 


tardaugens strai 
Bacteria; Proteo 


240818 Bacteria_ 
16S ribosoma 


NS12 
Sphingobacteria; 


240818 Bacteria_ 


strain ELCA-2 16 
Tenericutes; Mol 


240818 Bacteria_ 


strain PYAN-1 16 
Tenericutes; Mol 


240818 Bacteria_ 


strain M1063U/93 
Proteobacteria; 


240818 Bacteria_ 


myxococcoides st 
myxococcoides Ba 
Sporocytophaga. 


240818 Bacteria_ 


limnaeus strain 
Bacteria; Proteo 


240818 Bacteria_ 


strain L1/68 16S 
Proteobacteria; 


240818 Bacteria_ 


strain 95Al 16S 
Proteobacteria; 


240818 Bacteria_ 


DSM 5563 16S rib 
Gammaproteobacte 


240818 Bacteria_ 


hesperidum strai 
Bacteria; Firmic 


240818 Bacteria_ 


strain Ll 16S ri 
Tenericutes; Mol 


240818 Bacteria_ 


toyohensis strai 
ToBE Bacteria; F 


240818 Bacteria_ 


16S 218824 218745 1 80 gi 
in Mu 290 16S ribosomal RNA, complete s 
eria; Planctomycetes; Planctomycetacia; 


16S 2757790 2757738 1 53 gi 
rain JCM 11223 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostri 


16S 3182345 3182265 4 83 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 
16S 3194759 3194679 4 83 gi 
1 
Gammaproteobacteria; Xanthomonadales; xX 
16S 441167 441100 1 67 gi 
S ribosomal RNA, partial sequence 
licutes; Entomoplasmatales; 
16S 593579 593496 1 83 gi 
W-51 16S ribosomal RNA, partial sequen 
bacteria; Alphaproteobacteria; 
16S 683044 682981 4 66 gi 
7 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 
16S 754907 754824 1 83 gi 
MDA3079 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Cardioba 
16S 982835 982768 1 67 gi 
6S ribosomal RNA, 


gi 


diales; 


ce 
Sphingomonadales; 


265678917 


equence 


Planctomy 
219857148 
al sequenc 
cl 


219846800 


3181138 31826 


anthomonad 
219846792 


6S ribosomal RNA, partial sequence 3193552 31950 


anthomonad 
265678761 


439970 44147 
Entomoplasmataceae; M 


265678657 
59240 


265678594 
68188 


eriaceae; 


265678543 
ence 75371 


cteriales; 


265678389 


complete sequence 981620 98314 


licutes; Entomoplasmatales; Entomoplasmataceae; E 
16S 1074287 1074204 1 83 gi| 265678328 
n ARI-1 16S ribosomal RNA, partial sequence 10731 
bacteria; Alphaproteobacteria; Sphingomonadales; 
16S 1249668 1249617 1 52 gi| 219857416 
1 RNA, partial sequence 1248510 1249867 Runel 
Sphingobacteriales; Flexibacteraceae; Runella. 
16S 1279504 1279437 1 67 gi| 219846093 


S ribosomal RNA, partial sequence 
licutes; Entomoplasmatales; 


16S 1431181 1431098 1 83 


gi 
Gammaproteobacteria; Pasteurellales; Pa 
16S 1818388 1818337 1 52 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


r 
Cc 


16S 1905219 1905136 1 83 gi 
A26 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Chromati 
16S 1927917 1927834 1 83 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 
16S 1962884 1962801 1 83 gi 
ribosomal RNA, complete sequence 
Gammaproteobacteria; Pasteurellales; Pa 
16S 1999765 19996701 95 gi 
fo) 
ria; Enterobacteriales; Enterobacteriac 
16S 2032872 2032821 1 52 gi 
n FR-11 16S ribosomal RNA, partial sequ 
utes; Bacillales; Alicyclobacillaceae; 

16S 2288633 2288566 1 67 gi 
bosomal RNA, partial sequence 
licutes; Entomoplasmatales; 
16S 2756222 27561511 FL gi 
n TOBE 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Thermoanaerobact 


al 


en 
Al 


ne 
er 


16S 2786437 2786386 1 52 gi 


1281261 12827 
Entomoplasmataceae; 


E 
224581435 


16S ribosomal RNA, partial sequence 1429972 14314 


steurellac 
219878324 
al sequenc 
Sphingoba 


219878260 

19040 
es; Chro 
219878243 


1926697 19282 
an 


thomonad 
219878220 


1961654 19631 


steurellac 
219878196 


somal RNA, partial sequence 1998561 2000045 Pragi 
ea 


e; Pragi 
219878174 
ce 20316 
icycloba 
219857540 


2287434 22889 
Entomoplasmat 


aceae; M 
219857149 
e 27549 
ales; Th 
219857126 


ref|NR_029225.1 
217606 219133 
cetales; Plancto 


ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 
ref|NR_026392.1 


acea 
ref 


e; Xanthomon 
NR_026384.1 


acea 
ref 


e; Xanthomon 
NR_029066.1 


esoplasma. 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref|NR_025004.1 
la zeae Bacteria 


ref|NR_025683.1 


S ribosomal RNA, partial sequence 1278319 12798 
licutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
16S 1282455 1282388 1 67 gi| 219846087 |ref|NR_025677.1 


ntomoplasma. 
ref|NR_027217.1 


eae; Phocoenobac 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025382.1 


acea 
ref 


e; Ignatzsch 
NR_025359.1 


Pasteurella 
NR_025335.1 
ntium Bacter 


eae; 
ref 
a fo 
ae 

ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025128.1 


esoplasma. 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 


Planctomyces 
Planctomyces 
mycetaceae; 


Thermaerobacter 
6 Thermaerobacter 


ly XVII. Incertae Sedis; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Neisseria lactamica 
ria lactamica Bacteria; 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Entomoplasma freundtii 


freundtii Bacteria; 


Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Runella zeae strain 
Bacteroidetes; 


’ 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


49 Entomoplasma somnilux Bacteria; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Sporocytophaga 

7 Sporocytophaga 

bacteraceae; 


Thioalkalicoccus 

kalicoccus limnaeus 

lkalicoccus. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Pragia fontium strain 
ia; Proteobacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 


ref|NR_024754.1 


Alicyclobacillus 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


240818 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


240818 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


240818 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


240818 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


240818 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


240818 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


240818 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


240818 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


240818 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


240818 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


240818 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


240818 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


240818 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


240818 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


240818 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


240818 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


240818 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


240818 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


240818 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


240818 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


240818 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


240818 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


240818 Bacteria_16S 


3150378 3150295 1 83 gi 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3445577 3445498 4 82 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3687545 3687478 1 67 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689062 3688995 1 67 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3775642 3775575 1 67 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3824301 3824208 1 93 gi 
strain 536 16S ribosomal RNA, complete 
Bacteria; Proteobacteria; Gammaproteob 


a; 


en 
ne 


ue 


s 
ac 


3975343 3975260 1 83 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
4119602 41195351 67 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
4136382 4136315 1 67 gi 
rain MQ-4 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; 
4137948 4137881 1 67 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4141080 4141013 1 67 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4142644 4142577 1 67 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4144210 4144143 1 67 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4152028 4151961 1 67 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4153456 4153389 1 67 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4155021 41549541 67 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4156587 4156520 1 67 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4159718 41596511 67 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4161284 4161217 1 67 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4164315 4164248 1 67 gi 
6S ribo 
icutes; 


s 
a; 


gi 


Entomop 
gi 


ta 


eq 


as 


ta 


ta 


ta 


ta 


ta 


ta 


ta 


eq 
la 


Entomoplasmatales; Entomoplasmat 
4174996 4174929 1 67 gi 
in GRUA-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4181149 4181082 1 67 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 


eq 
la 


4118405 41 


4136739 41 


219846 


219846 


4141437 41 


219846 
4143001 41 


219846 
4150819 41 


219846 
4152247 41 


219846 
4153813 41 


219846 
4155378 41 


219846 
4158509 41 


219846822 
eq 


uence 
Chromat 


219846613 


ce 34443 
llaceae; 


219846446 
3686364 36878 


219846445 
3687881 36893 


219846380 


nce 


smataceae; 
219846347 


equence 


teria; P 


219846242 


equence 
Rhizobi 


219846138 


199 


aceae; 


uence 


lasmatal 


219846122 


382 

Sp 
120 
uence 
matal 


ceae; 


es; 
119 
429 
Sp 
118 
445 
Sp 
113 
521 
Sp 
112 
537 
Sp 
111 
553 
Sp 
110 
568 
Sp 
108 
600 
Sp 


ceae; 


ceae; 


ceae; 


ceae; 


ceae; 


ceae; 


ceae; 


219846107 


uence 


smatales 


219846105 
somal RNA, partial sequence 4163118 41646 


aceae; M 


219846097 


uence 
smatales 


219846092 
4179947 41814 


aceae; M 


4185652 4185585 1 67 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
79724 79630 1 94 gi 


219846086 
4184459 41859 


aceae; E 


265679011 


anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 


M 
219846123 
eq 


ref|NR_026414.1 
149167 315062 
iales; Chromatia 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 


ref |NR_026037.1 


w 


ref|NR_026036.1 


ref|NR_025971.1 
3774462 377592 
Mycoplasma. 
ref|NR_025938.1 
3823071 382454 
asteurellales; P 


ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


’ 


ref|NR_025728.1 
lasma. 
NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


esop 
ref 


rs 


es; 
ref 


lasma. 
ref|NR_025710.1 

4139871 414138 
Spiroplasmatace 
ref|NR_025709.1 


irop 


lasma. 
NR_025708.1 


irop 
ref 


lasma. 
NR_025703.1 


irop 
ref 


lasma. 
NR_025702.1 


irop 
ref 


lasma. 
NR_025701.1 


irop 
ref 


lasma. 
NR_025700.1 


irop 
ref 


lasma. 
NR_025698.1 


irop 
ref 


lasma. 
NR_025697.1 

160075 416159 
; Spiroplasmatac 
ref|NR_025695.1 


irop 
ref 


rs 


lasma. 
ref |NR_025687.1 

4173799 417528 
; Entomoplasmata 
ref|NR_025682.1 


esop 


esoplasma. 
ref|NR_025676.1 
49 Entomoplasma 
ntomoplasma. 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Succiniclasticum 
iclasticum ruminis 
m. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Agrobacterium 
6 Agrobacterium 


ae; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


ref|NR_029319.1 
78587 79994 


Pseudomonas 
Pseudomonas 


anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


240818 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


240818 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


240818 Bacteria_16S 


strain Benl04 16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


240818 Bacteria_16S 
asymbiotica subsp. 
Photorhabdus asymbiotica subsp. 


Enterobacteriales 


240818 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


240818 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


240818 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


240818 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


240818 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


240818 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


240818 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


240818 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


240818 Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 


240818 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


240818 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


240818 Bacteria_16S 


RW1 16S ribosomal 
Proteobacteria; A 


240818 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


240818 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


Photorhabdus luminescens subsp. 


133182 133116 1 66 

ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; Rho 
180278 180184 1 94 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


gi 


252472 252394 1 78 
ribosomal RNA, partial sequence 


gi 


253947 253869 1 78 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
400906 400812 1 


94 gi 


; Enterobacteriaceae; Photorhabdus. 


517638 517544 1 94 gi 
thracensis strain 39-8 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


630046 629980 1 66 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
660347 660253 1 94 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
704182 704088 1 94 


gi 


Mo 
gi 


ammaproteobacteria; Chromatiales; Chro 
723895 723801 1 94 gi 
laumondii strain TTO1 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


725478 725384 1 94 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


796271 796197 2 75 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
1084658 1084580 1 78 gi 


ia; Sphingomonadales; Sphingomonadacea 
1172558 1172492 1 66 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 
1340332 1340266 1 66 
train MSR-1 16S ribosomal RNA, 
SR-1 Bacteria; Proteobacteria; 


gi 
partial 
Alphapr 


1384314 1384232 1 82 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1400755 1400677 1 78 
RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1408186 1408108 1 78 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


gi 


Lachno 
gi 


1432740 1432666 2 75 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 


240818 Bacteria_16S 


131953 13349 


251300 25272 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
240818 Bacteria_16S 


australis strain 9802892 16S ribosomal RNA, pa 
australis Bacteria; Proteobacteria; Gammaproteobacteria; 


628893 63029 


659171 660617 Morax 


6S ribosomal RNA, partial sequence 702960 70436 


1383100 13845 


1399580 1401060 Sphin 


265678974 


dothermace 
265678943 
al sequenc 
ria; Methy 


265678894 


hodobacter 
265678893 
quence 

ia; Rhodob 


265678788 


265678707 
RNA, comp 


265678631 


Rhodospiri 
265678609 


raxella. 
265678580 


matiaceae; 
265678566 
RNA, parti 


265678565 
RNA, part 


265678515 
nce 79504 
eptospiril 
265678320 


e; Sphingo 
228719312 
ence 11713 
istia; Syn 


228721340 
sequence 
oteobacter 


228716944 


spiraceae; 
228715353 


Sphingomon 
219846657 
artial seq 
acteria; S 


224581434 
ence 14315 
eptospiril 
224581406 


1470689 1470595 1 94 gi 


ref|NR_029282.1 
ae; Rhodothermus 
ref |NR_029251.1 
e 179074 180523 
lococcales; Meth 
ref|NR_029202.1 
aceae; Amaricocc 
ref|NR_029201.1 

252777 254201 
acterales; Rhodo 


ref 
rtia 


NR_029093.1 
1 sequence 


ref 
lete 


NR_029012.1 
sequence 


ref |NR_028936.1 


llac 
ref 
ella 


eae; Roseosp 
NR_028914.1 
canis Bacte 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028870.1 
al sequence 


ref 
ial 


NR_028869.1 
sequence 


ref |NR_028818.1 
0 796555 Leptos 
lum. 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_027605.1 
1339181 134062 
ia; Rhodospirill 


ref|NR_027557.1 
eburia. 
NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_026249.1 
e 140703 
gomonadales; 


Ros 
ref 
gomo 
adac 
ref 
uenc 
phin 


ref|NR_027216.1 
17 1433000 Leptos 
lum. 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 


Rhodothermus marinus 


5 Rhodothermus marinus Bacteria; 


Methylococcus 
Methylococcus 
ylococcaceae; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 

bacteraceae; 


Photorhabdus 
399669 401215 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Roseospira marina 


8 Roseospira marina Bacteria; 


ira, 
Moraxella canis strain 
ria; Proteobacteria; 


Lamprocystis purpurea 


purpurea Bacteria; 


Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Leptospirillum 
pirillum ferriphilum 


Sphingobium amiense 
acteria; Proteobacteria; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Magnetospirillum 
3 Magnetospirillum 


ales; Rhodospirillaceae; 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Leptospirillum 
pirillum ferrooxidans 


ref |NR_027187.1 
1469465 147099 


Psychrobacter 
0 Psychrobacter 


240818 Bacteria_ 


LMG 19981 16S ri 
Proteobacteria; 


240818 Bacteria_ 


strain vc 5 16S 


strain SE3104 16 


proteamaculans s 


proteamaculans Ba 


Serratia. 


240818 Bacteria_ 


strain DSM 4576 
Proteobacteria; 


240818 Bacteria_ 


strain DSM 30118 
Proteobacteria; 


240818 Bacteria_ 


proteus strain 4 
Bacteria; 


240818 Bacteria_ 
jannaschiana stra 


jannaschiana Bac 


240818 Bacteria_ 


strain DSM 2665 
Proteobacteria; 


240818 Bacteria_ 


strain MCS 25 16 
Proteobacteria; 


240818 Bacteria_ 


strain MCS 18 16 


washingtonensis 
washingtonensis 
Maricaulis. 


240818 Bacteria_ 


roseopersicina s 


roseopersicina Ba 
240818 Bacteria_ 


illinoisensis st 
illinoisensis Ba 
Alkanindiges. 


240818 Bacteria_ 


salipaludis stra 
Bacteria; Proteo 


240818 Bacteria_ 


hydrothermalis s 
hydrothermalis B 
Desulfovibrio. 


240818 Bacteria_ 


strain LRC 5382 
Firmicutes; Clos 


240818 Bacteria_ 


strain SPS-1037 
Proteobacteria; 


240818 Bacteria_ 


strain KCTC 3666 
Firmicutes; Baci 


240818 Bacteria_ 


dichotomicum str 
dichotomicum Bac 


240818 Bacteria_ 


olearium strain 
Bacteria; Firmic 


240818 Bacteria_ 


strain SCH-89 16 


Proteob 


16S 
b 
G 
16S 
n 


1815306 1815256 4 


1845901 1845835 1 


16S 
s 


1851994 1851928 1 


16S 
t 


1990507 1990413 1 


cteria; Proteobacteria; 
16S 
1 
G 
16S 


1993598 1993504 1 


1998226 1998132 1 


G 
16S 
2 


2001299 2001205 1 


16S 2013600 2013534 1 
in ATCC 
teria; Pr 
16S 2015060 2014994 1 
16S ribos 
Alphaproteobacteria; 
16S 2018020 2017954 1 
S ribosomal RNA, 
Alphaproteobacteria; 
16S 2019492 2019426 1 
Ss 


16S 2020964 2020898 1 
s 


B 


16S 
t 


2062240 2062146 1 


cteria; Proteobacteria; 
16S 2107934 2107840 1 

xr 
cteria; Proteobacteria; 
16S 
i 
b 
16S 
Gi 
a 


2138275 2138181 1 


2163860 2163810 4 


cteria; Proteobacteria; 
16S 
1 
tc 
16S 
1 
B 
16S 


2290199 2290117 1 


2411338 2411288 4 


2450903 2450837 1 


1 
16S 2453980 2453914 1 
a 
teria; 
16S 

Ss 
utes; 
16S 
Ss 


Firmicutes; 
2505138 2505056 1 


Clostridia; 
2536999 2536933 1 


16S 2538357 2538291 1 


54 


osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


66 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
240818 Bacteria_ 


66 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
240818 Bacteria_ 


94 


rain DSM 4543 16S ribosomal RNA, parti 
Gammaproteobac 


94 


6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; 


94 


16S ribosomal RNA, partial sequence 1997016 19 
ammaproteobacteria; Enterobacteriales; 


94 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


66 


33883 16S ribosomal RNA, parti 
oteobacteria; Alphaproteobacte 


66 


omal RNA, partial sequence 2013915 20 
Rhodobacterales; 


66 


partial sequence 
Rhodobacterales; 


66 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
240818 Bacteria_ 


66 


train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


94 


rain DSM 229 16S ribosomal RNA, partia 
Gammaproteobac 


94 


ain MVAB Hexl 16S ribosomal RNA, 


Gammaprot 


94 


n SM-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


54 


rain AM13 16S ribosomal RNA, partial s 


Deltapro 


82 


6S ribosomal RNA, partial sequence 2288984 22904 
ridia; Clostridiales; Lachnospiraceae; 


54 


6S ribosomal RNA, partial sequence 2410156 24116 
etaproteobacteria; Burkholderiales; Te 


66 


16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyel 


66 


in KCTC 3667 16S ribosomal RNA, partia 
Bacillales; 


Th 
82 


R1 16S ribosomal RNA, partial sequence 
Clostridiales; 


66 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
240818 Bacteria_ 


66 


strain VP-6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


gi| 219878326 
1814099 18155 
anthomonad 
gi| 219878305 
1844748 18461 
yphomonada 
gi| 219878301 
1850849 18521 
Rhodospiri 
219878202 
al sequenc 
teria; Ent 


gi 


gi| 219878200 
Enterobac 
219878197 
985 
Enterobac 
219878195 
20000 
cteriales; 
219878187 
al sequenc 
ria; Rhodo 
219878186 
153 
Hyphomonada 
gi| 219878184 
2016867 20182 

Hyphomonada 
gi| 219878183 
2018337 20197 
yphomonada 
219878182 
sequence 
cteria; Rh 


gi 


gi 


gi 


gi 


gi 


219878149 
1 sequence 
teria; Chr 
219878115 
ete sequen 
eria; Pseu 


gi 


gi 
compl 
eobact 


219857643 
ence 21370 
nadales; A 
219857626 
equence 
teria; 


gi 


gi 


teobac Des 


gi| 219857539 
Lachnobac 
gi| 219857453 
pidimonas. 
gi|219857419 
la 
219857417 
1 sequence 
tinomyceta 
219857379 
25039 
Lachnospiraceae; 

gi| 219857353 

2535834 25371 
yphomonada 


gi 


ermoac 
gi 


ref|NR_025465.1 


acea 
ref 


e; Fulvimona 
NR_025444.1 
; Maricauli 
NR_025440.1 


ceae 
ref 


llaceae; Roseosp 
ref|NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref|NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025336.1 


teriaceae; Prote 
ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 
ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 
; Hyphomona 
NR_025323.1 


ceae 
ref 
; Maricauli 
NR_025322.1 


ceae 
ref 


ceae; 
ref |NR_025321.1 

2019809 202123 
odobacterales; H 


ref |NR_025288.1 
2061023 206241 
omatiales; Chro 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ref|NR_025232.1 
73 2138564 Microb 
1lteromonadaceae; 
ref|NR_025215.1 
162629 216416 


ulfovibrionales; 


ND 


ref|NR_025127.1 


teri 
ref 


um. 
NR_025041.1 


ref|NR_025007.1 


ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref|NR_024941.1 


ceae; Hyphomonas 


gi|219857352 


a 


1 
E 


t 


u 


e 


4 
fo} 


0 


5 


9 
a 


U 


3 


8 


i 


a 


ref|NR_024940.1 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
Ss. 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
s. 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ra. 
Serratia 
Serratia 
nterobacteriaceae; 


Serratia fonticola 


76 Serratia fonticola Bacteria; 


ia. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


Ss. 
Obesumbacterium 


mbacterium proteus 


ae; Obesumbacterium. 
Hyphomonas 

Hyphomonas 

monadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Ss. 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
Ss. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
Maricaulis. 


Maricaulis 
Maricaulis 


yphomonadaceae; 


Lamprocystis 
Lamprocystis 


matiaceae; Lamprocystis. 


Alkanindiges 
Alkanindiges 
xellaceae; 


Microbulbifer 
lbifer salipaludis 
Microbulbifer. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Laceyella putida 


92 Laceyella putida Bacteria; 


Thermoflavimicrobium 
Thermoflavimicrobium 
microbium. 
Sporobacterium 
cterium olearium 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas rosenbergii 


2537193 2538546 Hyphomonas rosenbergii Bacteria; 


240818 Bacteria_16S 


strain VP-5 16S r 


strain MHS-2 16S 


strain MHS-3 16S 


2539762 2539696 1 66 
ibosomal RNA, partial sequence 


gi 


2541092 2541026 1 66 
ribosomal RNA, partial sequence 


gi 


2542497 25424311 66 
ribosomal RNA, partial sequence 


gi 


219857351 
2538597 25399 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
240818 Bacteria_16S 


YP 
219857350 


2539981 25412 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
240818 Bacteria_16S 


YP 
219857349 
2541332 25426 


homonada 


homonada 


ref|NR_024939.1| Hyphomonas hirschiana 
30 Hyphomonas hirschiana Bacteria; 
ceae; Hyphomonas 
ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 
ceae; Hyphomonas. 
ref|NR_024937.1] Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

240818 Bacteria_16S 2639208 2639114 1 94 gi|219857232|ref|NR_024860.1| Actinobacillus 
succinogenes strain 1302 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Actinobacillus. 

240818 Bacteria_16S 2793844 2793782 1 62 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 3058800 3058750 1 51 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

240818 Bacteria_16S 3199272 3199206 1 66 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

240818 Bacteria_16S 3244654 3244604 4 54 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 

240818 Bacteria_16S 3426539 3426445 1 94 gi|219846627|ref|NR_026219.1| Pseudoalteromonas 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 3426769 Pseudoalteromonas 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

240818 Bacteria_16S 3584077 3584015 1 62 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 3655569 3655491 1 78 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

240818 Bacteria_16S 3695145 3695051 1 94 gi| 219846441 |ref|NR_026032.1| Pasteurella aerogenes 


strain P-172-71 1 
Proteobacteria; G 


240818 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


240818 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


240818 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


240818 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


240818 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


240818 Bacteria_16S 


cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


240818 Bacteria_16S 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


240818 Bacteria_16S 


strain R18 16S ri 
Proteobacteria; A 


ammaproteobacteria; Pasteurellales; Past 
3768159 3768109 4 54 gi 
SEBR 2840 16S ribosomal RNA, partial 


ia; Proteobacteria; Deltaproteobacteri 


se 
a; 


3969514 3969448 1 66 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
4038168 4038118 4 54 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Th 
4065263 4065213 4 54 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
4081993 4081943 4 54 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
1192 1139 1 54 gi 
34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ri 


io 


, 


pi 


al 
2731 2678 1 54 gi 
28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
5754 5701 1 54 

bosomal RNA, partial sequence 

lphaproteobacteria; Rhizobiales; 


gi 
4584 
Bartone 


240818 Bacteria_16S 


strain M6 16S rib 
Proteobacteria; A 


7215 7162 1 54 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 


gi 
6033 
Bartone 


6S ribosomal RNA, partial sequence 3693916 36953 


219846386 


219846246 


219846198 


219846176 


4064043 40655 


219846165 
4080799 40822 


265679063 


265679062 


265679060 


265679059 


eurellac 
quence 
Desulfo 
39683 
llales; 
40370 


monas . 


Desulfov 


dimonas. 


1 


es; Pseu 


1539 


es; Pseu 


5982 
llaceae; 


20 Pasteurella aerogenes Bacteria; 
eae. 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Thiomonas intermedia 
nas intermedia Bacteria; 


ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_025788.1 
01 4038390 Thiomo 


ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Desulfovibrio. 
ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 


Desulfovibrio bastinii 
bastinii Bacteria; 


ref |NR_029371.1 
1489 Saccha 
donocardineae; P 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


ref |NR_029370.1 
3029 Saccha 
donocardineae; P 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


7437 
llaceae; 


ref|NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 

Bartonella. 

ref|NR_029367.1| Bartonella taylorii 


Bartonella taylorii Bacteria; 
Bartonella. 


240818 Bacteria_16S 


strain V2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


240818 Bacteria_16S 


tunicata strain D2 16S ribosomal RNA, partial sequence 


Bacteria; 
Pseudoalteromonas. 


240818 Bacteria_16S 


8673 8620 1 


10123 10030 1 


Proteobacteria; Gammaproteobacteria; Alteromo 


14680 14627 1 


54 gi| 265679058 |ref|NR_029366.1| Bartonella grahamii 
7488 8910 Bartonella grahamii Bacteria; 
nellaceae; Bartonella. 
93 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
8961 10291 Pseudoalteromonas tunicata 
nadales; Pseudoalteromonadaceae; 
54 gi|265679054|ref|NR_029362.1| Francisella tularensis 


subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

240818 Bacteria_16S 26947 26894 1 54 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 46497 46444 a 54 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
240818 Bacteria_16S 60289 60198 4 94 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

240818 Bacteria_16S 63309 63256 1 54 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
240818 Bacteria_16S 72373 72320 1 54 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

240818 Bacteria_16S 73937 73884 1 54 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

240818 Bacteria_16S 75443) 75394 3 52 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

240818 Bacteria_16S 91739 91686 1 54 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

240818 Bacteria_16S 94905 94852 1 54 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240818 Bacteria_16S 102649 102596 1 54 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

240818 Bacteria_16S 104150 104097 1 54 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

240818 Bacteria_16S 108670 108617 1 54 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

240818 Bacteria_16S 116417 116364 1 54 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

240818 Bacteria_16S 154388 154335 1 54 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


strain V 5-2 16S 
Firmicutes; 


sanfranciscensis 
sanfranciscensis 


240818 Bacteria_16S 


strain 113-1 16S 


240818 Bacteria_16S 


Clostridia; 
240818 Bacteria_16S 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 
intestinale Bacteria; 
240818 Bacteria_16S 


ribosomal RNA, partial sequence 
Clostridiales; 
162060 162007 1 


Clostridiaceae; 
54 gi 


Firmicutes; Clostridia; Clostridi 
165127 165074 1 54 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
186445 186364 1 81 gi 
ribosomal RNA, partial sequence 


153188 15467 
Oxobacter. 


185230 18674 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


265678955 


ales; Clos 
265678953 
sequence 
Lactobaci 
265678939 


187994 187941 1 54 gi 


eae. 


265678938 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


ref|NR_029246.1 
186799 188298 


7 Oxobacter pfennigii Bacteria; 


ref |NR_029263.1| Clostridium 
160899 162283 Clostridium 
tridiaceae; Clostridium. 
ref |NR_029261.1| Lactobacillus 
163866 165437 Lactobacillus 
llaceae; Lactobacillus. 
ref|NR_029247.1| Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Clostridium 
Clostridium 


240818 Bacteria_16S 198582 198529 1 54 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 208001 207948 1 54 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 211106 211053 1 54 gi|265678922|ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 212662 212609 1 54 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 226330 226277 1 54 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


240818 Bacteria_16S 


aichiense strain 
Bacteria; Actinob 
Mycobacterium. 


240818 Bacteria_16S 


strain 47001 16S 
Actinobacteria; A 


240818 Bacteria_16S 


strain 358 16S ri 
Actinobacteria; A 


240818 Bacteria_16S 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


240818 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


240818 Bacteria_16S 
strain I66 16S ribosomal RNA, partial sequence 


Proteobacteria; A 


strain MCRL 0044 


Alphaproteobacter 


240818 Bacteria_16S 


272240 273697 Rhizobium etli Bacter 
ia; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rh 
293248 293155 1 93 gi| 265678865 |ref|NR_029171.1 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 


Pasteurellales; P 


240818 Bacteria_16S 


strain F 628 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
240818 Bacteria_16S 311420 311371 1 50 gi| 265678853 |ref|NR_029159.1 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia 


Spirochaetes; Spi 


240818 Bacteria_16S 


berkhoffii 
berkhoffii 


subsp. 
subsp. 


240818 Bacteria_16S 


strain ATCC 51131 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 


240818 Bacteria_16S 
strain 941 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhizobiales; 
240818 Bacteria_16S 


strain AS130 16S 


Aggregatibacter actinomycetemcomitans Bacteria; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


227837 227784 1 54 gi 


229343 229290 1 54 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
230851 230798 1 54 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
243328 243275 1 54 
ain 73 16S ribosomal RNA, 


gi 


gi 


gi 


265876 265823 1 54 gi 


273392 273339 1 54 gi 


asteurellaceae; Aggregatibacter. 
297807 297754 1 54 
ribosomal RNA, partial sequence 


gi 


rochaetales; Spirochaetaceae; Borrelia; 
318924 318871 1 54 gi 
strain 93-C01 16S ribosomal RNA, part 


334417 334364 1 54 gi 
16S ribosomal RNA, partial sequence 


353975 353922 1 54 gi 


355434 355381 1 54 gi 


240818 Bacteria_16S 


delbrueckii subsp 


Lactobacillus. 


240818 Bacteria_16S 


strain PL7HG1 16S 


Lactobacillus delbrueckii subsp. 


380966 380913 1 54 gi 
- indicus strain NCC725 16S ribosomal 
indicus Bacteria; 


383982 383929 1 54 
ribosomal RNA, partial sequence 


gi 


265678911 
49005 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


265678910 
228138 22959 
Corynebacterineae; 
265678909 
229646 23110 
Corynebacterineae; 
265678900 
complete sequence 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacterium. 

255423 255370 1 54 gi| 265678892 |ref|NR_029200.1 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacte 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

261300 261247 1 54 gi| 265678887 |ref|NR_029195.1 


260171 26154 
lphaproteobacteria; Rhizobiales; Rhizobiaceae; 
240818 Bacteria_16S 265678883 
16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
240818 Bacteria_16S 


CFN 42 16S ribosomal RNA, partial sequence 


265678862 
296587 29794 


Borrelia 
265678848 
ial sequence 317746 3 
Bacteria; Proteobacteria; Alphaproteobacteria; 
265678838 


ales; 


265678821 

352821 35423 
Hyphomicrobiaceae; 
265678820 

354284 35569 
Hyphomicrobiaceae; 
265678801 
RNA, partial sequence 


265678799 
382807 384289 Bradyrhizobium betae Bacteria; 


ref|NR_029219.1 
226632 228087 Mycoba 
Corynebacterineae; 


ref|NR_029218.1 
5 Mycobacterium 
Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
Mycobacteri 
ref |NR_029208.1 

242123 243639 


Rhizobium/Agrobac 
ref|NR_029189.1 


Pseudonocar 


ref |NR_029184.1 


ref|NR_029168.1 
9 Mycobacterium 


burgdorferi gro 
ref|NR_029153.1 
19177 
Rhizobiales; Bar 
ref |NR_029143.1 
333245 334704 Mycoba 
Corynebacterineae; M 


ref|NR_029126.1 


Rhodoplanes. 


ref |NR_029125.1 


Rhodoplanes. 
ref|NR_029106.1 
Firmicutes; 


ref 


Lactobacillales; 


Mycobacterium 
cterium aichiense 


Mycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
bacterineae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
donocardineae; 
265678878 


diaceae; Kutzneria. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Borrelia japonica 


japonica Bacteria; 


up. 

Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


NR_029104.1 


Bradyrhizobium betae 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 


240818 Bacteria_16S 
strain OK2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


240818 Bacteria_16S 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
240818 Bacteria_16S 


385564 385511 1 54 gi 


414969 414916 1 54 gi 


438125 438072 1 54 gi 


265678798 
384340 385870 Pseudomonas lutea Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

265678778 


265678763 


ref|NR_029103.1| Pseudomonas lutea 


ref |NR_029083.1| Lactobacillus 
413724 415278 Lactobacillus 


ref|NR_029068.1| Amycolatopsis 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 
240818 Bacteria_16S 
strain HTCC2506 1 


Proteobacteria; 


240818 Bacteria_16S 


Pseudomonas. 


240818 Bacteria_16S 


439644 439591 1 54 gi| 265678762 
6S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 
445768 445715 1 54 gi| 265678758 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; 


450361 450308 1 54 gi| 265678755 


ref|NR_029067.1| Fulvimarina pelagi 


ref|NR_029063.1] Pseudomonas 
444544 446074 Pseudomonas 


Pseudomonadales; Pseudomonadaceae; 


ref|NR_029060.1| Saccharothrix 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; Saccharothrix. 
240818 Bacteria_16S 
strain CFBP 2022 


Proteobacteria; 


240818 Bacteria_16S 


Pseudomonas. 


240818 Bacteria_16S 


Proteobacteria; 


240818 Bacteria_16S 


Mycobacterium. 


240818 Bacteria_16S 


Proteobacteria; 


240818 Bacteria_16S 


458120 458067 1 54 gi| 265678746 
16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

459572 459519 1 54 gi| 265678745 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; 


461050 460997 1 54 gi| 265678744 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 
240818 Bacteria_16S 464083 464030 1 54 gi| 265678742 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; 
240818 Bacteria_16S 
470446 47199 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
479276 479223 1 54 gi| 265678732 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

240818 Bacteria_16S 480825 480772 1 54 gi| 265678731 
boenickei strain W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


493237 493184 1 54 gi| 265678723 
strain R65 16S ribosomal RNA, partial sequence 492024 49353 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
507102 507049 1 54 gi| 265678714 


antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 


ref|NR_029051.1| Pseudomonas salomonii 


ref|NR_029050.1] Pseudomonas 
458401 459808 Pseudomonas 


Pseudomonadales; Pseudomonadaceae; 


ref|NR_029049.1| Amycolatopsis 
459859 461323 Amycolatopsis 


Actinomycetales; Pseudonocardineae; 


ref|NR_029047.1] Ancylobacter 
462905 464361 Ancylobacter 


Rhizobiales; Xanthobacteraceae; Ancylobacter. 
471669 471616 1 54 gi| 265678737 
strain DLE411J 16S ribosomal RNA, partial sequence 


ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 


ref |NR_029037.1| Mycobacterium 
478074 479572 Mycobacterium 


Actinomycetales; Corynebacterineae; 


ref |NR_029036.1| Mycobacterium 
3 481120 Mycobacterium boenickei 


Corynebacterineae; Mycobacteriaceae; 


ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 


ref|NR_029019.1| Pseudonocardia 
505922 507359 Pseudonocardia 


antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Pseudonocardia. 
240818 Bacteria_16S 


Pseudonocardia. 


240818 Bacteria_16S 


Actinobacteria; 


psychrotolerans 
psychrotolerans 


strain WA101 16S ribosomal RNA, partial 


519203 519110 1 93 gi| 265678706 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, 
luminescens subsp 
Enterobacteriaceae; Photorhabdus. 
240818 Bacteria_16S 523807 523754 1 54 gi| 265678703 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 52260 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
531418 531365 1 54 gi| 265678698 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 53169 
Actinobacteridae; Actinomycetales; Corynebacterin 
Mycobacterium avium complex (MAC). 
240818 Bacteria_16S 539057 539004 1 54 gi| 265678693 
Bacteria; Actinobacteria; Actinobacteridae; Actin 
Mycobacteriaceae; Mycobacterium. 


240818 Bacteria_16S 555862 555809 1 54 gi| 265678682 


ref|NR_029011.1] Photorhabdus 


complete sequence 517982 519496 Photorhabdus 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


ref|NR_029008.1| Pseudonocardia 
2 524095 Pseudonocardia benzenivorans 
donocardineae; Pseudonocardiaceae; 


ref|NR_029003.1| Mycobacterium chimaera 
4 Mycobacterium chimaera Bacteria; 
eae; Mycobacteriaceae; Mycobacterium; 


ref |NR_028998.1| Mycobacterium 
537853 539333 Mycobacterium 
omycetales; Corynebacterineae; 


ref|NR_028987.1| Pseudomonas trivialis 


strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


240818 Bacteria_16S 557404 557351 1 


strain P 527/13 16S ribosomal RNA, partial sequence 556201 55769 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


240818 Bacteria_16S 558948 558895 1 


strain P 538/23 16S ribosomal RNA, partial sequence 557743 55923 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


240818 Bacteria_16S 
strain S-606 16S 


575609 575516 1 


240818 Bacteria_16S 581531 581478 1 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
240818 Bacteria_16S 587584 587491 1 
strain Iso-46 16S 


240818 Bacteria_16S 590543 590490 1 


54 


54 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


54 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


54 


strain 3WC2 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
240818 Bacteria_16S 613355 613262 1 
nivimaris strain 
Bacteria; 
240818 Bacteria_16S 
holsaticum strain 


618007 617954 1 


Mycobacterium. 
240818 Bacteria_16S 625415 625362 1 
strain E846 16S ribosomal RNA, partial s 


240818 Bacteria_16S 628568 628475 1 


93 


54 


54 
equence 


93 


strain M1l 16S ribosomal RNA, partial sequence 


640749 640696 1 
ribosomal RNA, 


240818 Bacteria_16S 
strain 520-20 16S 


240818 Bacteria_16S 
acidiphila strain 
Bacteria; 
240818 Bacteria_16S 652871 652818 1 

strain CK55 16S ribosomal RNA, partial s 
Firmicutes; Clostridia; Clostridiales; 
240818 Bacteria_16S 655837 655744 1 


650007 649954 1 


proteolyticus strain 116 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


proteolyticus Bacteria; 
Psychrobacter. 
240818 Bacteria_16S 


Proteobacteria; 


664901 664848 1 


odorimutans strain NorPut 16S ribosomal RNA, partial sequence 
Clostridiales; 


odorimutans Bacteria; 
Anaerovorax. 
240818 Bacteria_16S 


Firmicutes; 


672518 672465 1 


frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; 


frederiksbergensis Bacteria; Proteobacte 
Pseudomonas. 
240818 Bacteria_16S 


strain SCII24 16S 


678678 678625 1 
240818 Bacteria_16S 713002 712949 1 
strain gM-1 16S ribosomal RNA, partial s 


240818 Bacteria_16S 
botniense strain 


714561 714508 1 


Mycobacterium. 
240818 Bacteria_16S 
strain XINach 16S 


722309 722216 1 


240818 Bacteria_16S 728582 728529 1 


sibirica strain Al2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
240818 Bacteria_16S 733093 733040 1 
6611 16S ribosomal RNA, partial sequence 


Clostridia; 


54 


complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


54 


54 
equence 


93 


54 


54 


ria; 


54 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 0 


54 
equence 


54 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


54 


54 


gi 


gi 


gi 


574450 57581 


gi 


gi 


586359 58785 


gi 


589361 59079 
Clostridiaceae; 


gi 


88/2-7 16S ribosomal RNA, partial sequence 61213 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Ps 


gi 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


624219 62572 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


627341 62884 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


639529 64105 


gi 


B2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


gi 


651676 65311 
Clostridiaceae; 


gi 


gi 


gi 


gi 


677507 67890 


gi 


711792 71330 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


721087 72261 


gi 


gi 


265678681 


265678680 


265678669 


265678665 
sequence 


265678661 


265678659 
Clostridiu 


265678643 


265678640 
61679 
Cory 


265678635 


265678633 
Enterobac 
265678624 
265678618 
64884 


265678615 


Clostridiu 
265678613 


Pseu 
265678606 
Clos 


265678601 


265678597 


265678574 


265678573 
71335 
Cory 


265678567 


Enterobac 
265678563 
72737 

Ecto 


Actinomycetales; 


ref|NR_028986.1 
Pseudomon 
ref|NR_028985.1 
Pseudomon 
ref|NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028970.1 

580337 581817 
Coryneb 


ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028964.1 


m. 
ref |NR_028948.1 
0 613627 Psychr 


ref |NR_028945.1 
5 618320 Mycoba 


ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 
ref |NR_028938.1 


teriaceae; Morga 
ref |NR_028929.1 


aceae; Pseudomon 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref |NR_028920.1 


m. 
ref|NR_028918.1 

654656 656081 
domonadales; Mor 


NR_028911.1 
663698 665185 
tridiales Family 


ref|NR_028906.1 
ce 671276 672778 
Pseudomonadales 
ref |NR_028902.1 
chrobactrum. 

ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028878.1 
9 714869 Mycoba 
nebacterineae; M 


ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 


265678560 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Psychrobacter pulmonis 
pulmonis Bacteria; 
r. 
Mycobacterium 
Mycobacterium 
acterineae; 


Psychrobacter faecalis 
faecalis Bacteria; 
rr. 

Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Psychrobacter 
obacter nivimaris 
ychrobacter. 
Mycobacterium 
cterium holsaticum 


nebacterineae; Mycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 

Methylocapsa 

ocapsa acidiphila 
hylocapsa. 

Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Psychrobacter 
Psychrobacter 
axellaceae; 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Pseudomonas 
Pseudomonas 


; Pseudomonadaceae; 


Ochrobactrum tritici 


4 Ochrobactrum tritici Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 


ref|NR_028864.1 


Thiocapsa rosea strain 


731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 


240818 Bacteria_16S 
strain PIPN-2 16S 
Tenericutes; Moll 


240818 Bacteria_16S 


strain SW-45 16S 
Proteobacteria; 


strain Uedal07 16 
Proteobacteria; 


strain YIM90005 1 


G 
240818 Bacteria_16S 


G 
240818 Bacteria_16S 
6S ribosomal RNA, partial sequence 773630 77513 


737590 737537 1 54 gi| 265678556 |ref|NR_028860.1| Entomoplasma lucivorax 
ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

764046 763993 1 54 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

771701 771648 1 54 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 
S ribosomal RNA, partial sequence 770475 771983 Cellvibrio japonicus Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

774806 774753 1 54 gi|265678530|ref|NR_028834.1| Prauserella alba 


2 Prauserella alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
240818 Bacteria_16S 777932 777879 1 54 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

240818 Bacteria_16S 785638 785585 1 54 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

240818 Bacteria_16S 790178 790125 1 54 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

240818 Bacteria_16S 793300 793247 1 54 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

240818 Bacteria_16S 794744 794691 1 54 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
240818 Bacteria_16S 799409 799328 1 81 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

240818 Bacteria_16S 810167 810074 1 93 gi|265678506|ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

240818 Bacteria_16S 811674 811621 1 54 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

240818 Bacteria_16S 816284 816231 1 54 gi| 265678502 |ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

240818 Bacteria_16S 845231 845138 1 93 gi| 265678483 |ref|NR_028786.1| Samsonia erythrinae 


strain CFBP 5236 


Proteobacteria; G 


240818 Bacteria_16S 


strain K24 16S ri 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


240818 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


240818 Bacteria_16S 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 


ammaproteobacteria; Enterobacteriales; 
861823 861770 1 54 gi 
bosomal RNA, partial sequence 


866396 866351 1 46 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


870992 870939 1 54 gi 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 
878321 878268 1 


54 gi 


16S ribosomal RNA, partial sequence 844000 84550 


860647 86213 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
240818 Bacteria_16S 


Enterobac 
265678471 


donocardin 
265678468 
sequence 
cteria; Ca 
265678465 
uence 
ria; Rhizo 


265678460 


teriaceae; Samso 
ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref|NR_028771.1 

865186 866674 
mpylobacterales; 
ref |NR_028768.1 

869838 871263 
biales; Bradyrhi 


ref |NR_028763.1 


2 Samsonia erythrinae Bacteria; 


nia. 

Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Bradyrhizobium 
Bradyrhizobium 


zobiaceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
240818 Bacteria_16S 881328 881275 1 54 gi| 265678458 |ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 

240818 Bacteria_16S 902770 902717 1 54 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

240818 Bacteria_16S 908869 908800 1 69 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 


strain RE35F/1 16 
Proteobacteria; A 


S ribosomal RNA, partial sequence 
lphaproteobacteria; 


907717 909160 Erythrobacter citreus Bacteria; 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 


240818 Bacteria_16S 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 
240818 Bacteria_16S 


pretiosum subsp. 


Actinomycetales; 


240818 Bacteria_16S 
strain IEGM 16S r 
Actinobacteria; Actinoba 
240818 Bacteria_16S 
strain 213E 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240818 Bacteria_16S 
strain CIP 104663 
G 
240818 Bacteria_16S 
strain GP1ll 16S r 
G 
240818 Bacteria_16S 
199/55 16S riboso: 
Gammaproteobacter 
240818 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain Ne 11 16S 
Proteobacteria; 

240818 Bacteria_ 
L-3 


240818 Bacteria_16S 
strain SH22623 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
240818 Bacteria_16S 
danicus strain DB 
Firmicu 
240818 Bacteria_16S 
rhenobacensis str 
rhenobacensis Bac 


Bacteria; 


Rhodopseudomonas. 


240818 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


240818 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


240818 Bacteria_16S 
phragmitetus stra 
phragmitetus Bact 


Pannonibacter. 


240818 Bacteria_16S 
1552 16S ribo 
Firmicutes; Erysi 
240818 Bacteria_16S 
strain R-4079 16S 
G 
240818 Bacteria_16S 
strain R-4069 16S 
G 
240818 Bacteria_16S 
schoenbuchensis s 
schoenbuchensis B 
240818 Bacteria_16S 
frederiksbergense 
frederiksbergense 


DSM 


Proteobacteria; 


Proteobacteria; 


Mycobacteriaceae; 


240818 Bacteria_16S 
temperatum strain 
temperatum Bacter 
240818 Bacteria_16S 
strain 13.4 16S ribosomal RNA, partial sequence 


Actinosynnema pretiosum 


913531 913478 1 54 gi 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

915089 915036 1 54 gi 
pretiosum strain C-15003 16S ribosomal 


Pseudonocardineae; Actinosynnemataceae; 


918241 918188 1 54 gi 
ibosomal RNA, partial sequence 
cteridae; Actinomycetales; 
919806 919753 1 54 
ibosomal RNA, partial sequence 


Cory 
gi 


Cory 
961547 961494 1 54 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1013591 1013498 1 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
1015087 1014994 1 93 gi 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1016583 1016490 1 93 
ribosomal RNA, partial sequence 


Mo 
gi 


265678436 
artial seq 
dae; Actin 
265678435 
RNA, part 
subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinosy 
265678433 
917039 91855 
nebacterin 
265678432 
918602 92011 
nebacterin 
265678404 


96032 


seudomonad 
265678369 
1012401 10138 
Moraxellace 
265678368 
1013897 1015342 Morax 
raxella. 
265678367 
1015393 10168 


G 


16S ribosomal 
Gammaproteobacter 


ammaproteobacteria; 
16S 


ia; 


1018080 1017987 1 
RNA, partial sequence 
Pseudomonadales; 


Pseudomonadales; 
93 gi 
1016889 10 
Moraxellaceae; 


M 


Mo 


oraxellace 
265678366 
18335 Morax 
raxella. 


1025796 1025743 1 54 
S ribosomal RNA, partial sequence 


gi 


1034973 1034920 1 54 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1057777 1057724 1 54 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


ur 


al 
er 
1125704 11256511 


54 gi 


265678361 
1024681 10260 
biaceae; 
265678355 


265678339 


224581403 


10337 
inibacil 


sequenc 
ia; Rhiz 


R 


6S ribo 
avobacte 
ain W-5 
teria; 


1142251 1142182 1 


somal RNA, partial sequence 1124514 11259 
Cryomor 


ria; Flavobacteriales; 


69 


0 16S ribosomal RNA, partial se 


phaceae; C 
253680762 
quence 


gi 


er 


Proteobacteria; Alphaproteobact 


1143773 1143720 1 
in C6-1 
eria; P 


54 gi 
9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


qu 
ri 


1166501 1166420 1 81 gi 


pelotrichi; Erysipelotrichales; Erysipel 
1228434 1228381 1 54 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1229970 1229917 1 54 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1233004 1232951 1 54 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1236040 1235987 1 54 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

1243601 1243548 1 54 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 


se 


se 


qu 
ct 


ar 


ri 


qu 
a; 


253680761 


228720470 
somal RNA, partial sequence 1165300 1166687 Clost 


219878281 
1227244 12287 


219878280 
1228770 12302 
219878271 


219878254 


219878114 


ia; Sphi 


ence 
a; Rhodo 


otrichac 


udomonad 


udomonad 


ence 
eria; Rh 
tial seq 
dae; Act 


ence 
Rhizobi 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


ref 
uenc 
omyc 


NR_028738.1 
e 912332 
etales; Pseu 


ref 
ial 


NR_028737.1 
sequence 


Actinosynnema 
913891 915394 


nnema. 
ref |NR_028735.1| Gordonia amicalis 

1 Gordonia amicalis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028706.1| Pseudomonas veronii 

3 961843 Pseudomonas veronii Bacteria; 
aceae; Pseudomonas. 

ref|NR_028671.1| Moraxella caviae 

46 Moraxella caviae Bacteria; 

ae; Moraxella. 
ref |NR_028670.1 
ella ovis Bacter 


Moraxella ovis strain 
ia; Proteobacteria; 


ref|NR_028669.1| Moraxella catarrhalis 
38 Moraxella catarrhalis Bacteria; 

ae; Moraxella. 
ref|NR_028668.1 
ella bovis Bacte 


Moraxella bovis strain 
ria; Proteobacteria; 


ref|NR_028663.1| Rhizobium yanglingense 
37 Rhizobium yanglingense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_028657.1| Aneurinibacillus 

71 1035187 Aneurinibacillus danicus 

lus group; Aneurinibacillus. 
ref|NR_028641.1| Rhodopseudomonas 

e 1056603 1058087 Rhodopseudomonas 
obiales; Bradyrhizobiaceae; 


ref|NR_027184.1| Cryomorpha ignava 
35 Cryomorpha ignava Bacteria; 
ryomorpha. 
ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


ref|NR_028009.1 
1142608 114408 
bacterales; Rhod 


ref 
ridi 
eae. 
ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 
ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 
ref|NR_025410.1] Bartonella 

1231844 1233289 Bartonella 
izobiales; Bartonellaceae; Bartonella. 
ref |NR_025393.1| Mycobacterium 
uence 1234868 1236341 Mycobacterium 
inomycetales; Corynebacterineae; 


NR_027592.1| Clostridium spiroforme 
um spiroforme DSM 1552 Bacteria; 


ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 


Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 


1246638 1246585 1 54 gi 


219857484 
1245479 1246880 Amycolatopsis rubida Bacteria; 


ref|NR_025072.1| Amycolatopsis rubida 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


240818 Bacteria_16S 


strain CDC 941078 


1251085 1251032 1 54 gi 
16S ribosomal RNA, partial sequence 


219857412 
12499 


ref|NR_025000.1 


Mycobacterium kubicae 


18 1251238 Mycobacterium kubicae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

240818 Bacteria_16S 1293118 1293065 1 54 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

240818 Bacteria_16S 1306756 1306703 1 54 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

240818 Bacteria_16S 1309742 1309673 1 69 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

240818 Bacteria_16S 1311215 1311146 1 69 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

240818 Bacteria_16S 1351179 1351126 1 54 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 


DSM 43247 16S ribosomal RNA, partial sequence 


Bacteria; Actinob 


240818 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


240818 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


240818 Bacteria_16S 


strain E58 16S ri 


silvestris strain 
Bacteria; Proteob 


240818 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


240818 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


240818 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


240818 Bacteria_16S 


strain LM 036 16S 


acteria; Actinobacteridae; Actinomycetal 
1357182 1357129 1 54 gi 
ain 743B 16S ribosomal RNA, partial sequ 
B Bacteria; Firmicutes; Clostridia; Cl 
1366031 1365978 1 54 gi 
acteria; Alphaproteobacteria; Rhizobiale 
1367616 1367567 1 50 gi 
bosomal RNA, complete sequence 


1381269 1381216 1 54 gi 
BL2 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Alteromona 


1415754 1415701 1 54 gi 


1417285 1417232 1 54 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
1423433 1423340 1 93 gi 
Pi2-20 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pseudomona 
1440430 1440377 1 54 gi 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


240818 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; 


bryozoorum strain 
Bacteria; Proteob 


240818 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


240818 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


240818 Bacteria_16S 


strain SO2 16S ri 


1446593 1446500 1 
osomal RNA, partial sequence 


93 gi 


1463079 1463026 1 54 gi 

50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromona 
1476660 1476607 1 54 gi 
in DSM 44156 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium comp 
1485875 1485822 1 54 gi 
in A-1BS 16S ribosomal RNA, partial sequ 
eria; Proteobacteria; Alphaproteobacteri 


1487388 1487335 1 54 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


240818 Bacteria_16S 


strain SA35 16S r 


6S ribosomal RNA, partial sequence 14145521 
Gammaproteobacteria; Pseudomonadales; P 
240818 Bacteria_16S 


1445391 1 
Gammaproteobacteria; Pseudomonadales; Mor 
240818 Bacteria_16S 


1349993 13514 


es; 


ence 


ostridiale 
228719040 
in X14 16S ribosomal RNA, partial sequence 13648 
Brady 
228718799 
1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
240818 Bacteria_16S 


Ss; 


228717274 
13801 


dales; 


224581448 
4160 


1 
es; 


224581443 
4222 


ce l 


dales; 


224581428 
14392301 


noca 


axel 


dales; 


219878445 
sequence 
Actinomyceta 
lex (MAC 
219857250 


ence 
a; 


219857235 
1486230 14876 


aceae; 


1493441 1493388 1 54 
ibosomal RNA, partial sequence 


gi 


219846714 
1492298 1493711 Xanthobacter agilis Bacteria; 


4407 
rdineae; 
224581423 
4468 
lace 
224581411 
ence 14618 


Rhizobial 


ref|NR_027589.1 
1356004 135748 
s; Clostridiace 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; N 
ref |NR_027576.1 
26 Chlamydophila 


ref|NR_027561.1 
15 1381523 Methyl 


acteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Met 
1403749 1403656 1 93 gi|219857444|ref|NR_025032.1 
16S ribosomal RNA, partial sequence 1402605 1403959 Pseudo 


P 


ref |NR_027230.1 
Pseudomon 
ref|NR_027229.1 
93 1417582 Saccha 
cardineae; P 


ref|NR_027225. 
15 1423690 Psychr 
Moraxellaceae; Ps 
ref|NR_027210.1 


Actinosynne 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027192.1 
62 1463368 Marino 
Alteromonadaceae; 


ref|NR_025584.1 

1475465 147693 
les; Coryneb 
\in 
ref |NR_024880.1 

1484704 148617 
es; 
ref |NR_024863.1 
Rhizobium/Agrobac 
ref|NR_026306.1 


Gordoniaceae; 


ae; 


64 Gordonia bronchialis DSM 43247 
Corynebacterineae; 
228720131 


Gordonia. 
Clostridium 

9 Clostridium 

Clostridium. 
Nitrobacter 

acter hamburgensis X14 


itrobacter. 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Methylocella 

ocella silvestris BL2 

hylocella. 
Pseudoalteromonas 

alteromonas ulvae 


seudoalteromonadaceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 
seudomonadaceae; 
224581447 
4160 
Pseudono 


as. 
Saccharomonospora 

romonospora glauca 

seudonocardiaceae; 


Psychrobacter 
obacter maritimus 
ychrobacter. 
Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Psychrobacter arenosus 
arenosus Bacteria; 
rs 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Mycobacterium 
6 Mycobacterium 
acterineae; 


avium 
avium 


Mesorhizobium 
9 Mesorhizobium 


Phyllobacteriaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Xanthobacter agilis 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


240818 Bacteria_16S 


strain USDA 9030 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


240818 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


240818 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


240818 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


240818 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
240818 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


240818 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


240818 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


240818 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


240818 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


240818 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


240818 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


240818 Bacteria_16S 


strain MK27-91F2 
Actinobacteria; A 


240818 Bacteria_16S 


strain JCM 9114 1 
Actinobacteria; A 


240818 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


1503853 1503800 1 54 gi 
bi 
1515832 1515779 1 54 gi 
rain SDW 014 16S ribosomal RNA, partia 


cteria; Proteobacteria; Alphaproteobac 


1 
te 


1526502 1526449 1 54 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1537062 1537009 1 54 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

ae; Saccharothrix. 

1538625 1538572 1 54 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1540186 1540133 1 54 gi 
38 16S ribosomal RNA, partial sequence 


’ 


al 
Ac 


1 


do 
1541735 1541682 1 54 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1543295 1543242 1 54 gi 
NRRL B-24047 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1553800 1553707 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1561215 1561162 1 54 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 

Mycobacterium. 

1564149 1564096 1 54 gi 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

1570170 15701171 54 gi 
n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1573186 1573133 1 54 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1574711 1574658 1 54 gi 


ia 


al 
Ac 


E 


eq 


’ 


ta 


, 


ce 
le 


le 


ctinobacteridae; Actinomycetales; Pseudo 


1576237 1576184 1 54 gi 
ctinobacteridae; Actinomycetales; Pseudo 
1579318 1579265 1 54 gi 
ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; Pse 


240818 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


240818 Bacteria_16S 


strain T4 16S rib 
Proteobacteria; A 


240818 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


240818 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


240818 Bacteria_16S 


strain CMS 35 16S 


1580776 1580723 1 54 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 

ifer group; Sinorhizobium. 
1629583 1629530 1 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Beije 
1641731 1641678 1 54 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


se 
a; 
54 gi 


ri 


eq 
ri 


1643293 1643240 1 54 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


gi 


se 


219846475 
16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


240818 Bacteria_16S 219878113 


219857499 


219857378 


219857377 
Actinomyc 


219857376 


219857375 
Actinomyc 


219857374 


219857220 


219846147 


219846103 


219878173 
219857383 
219856868 


16S ribosomal RNA, partial sequence 1573526 15750 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


219846381 
1578118 15795 


219878491 


219878457 
1628419 16298 


219878449 


219878448 
1642082 16435 


ref |NR_026067.1 


aceae; Rhizobium/Agrobac 
ref|NR_025252.1 
1514694 151610 


zobiales; Phyllo 


sequence 
ria; Rhi 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


15252 
Lactobac 


sequenc 
tinomyce 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


sequence 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


15389 
nocardin 


1 sequen 
ref|NR_024962.1 


e 1542095 154360 
tales; Pseudonoc 


sequenc 
tinomyce 


ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025737.1 

1560055 156148 
cetales; Coryneb 


15525 
nterobac 


uence 
Actinomy 
ref 
nce 
ceta 


NR_025693.1 
156296 
Pseudon 


al se 
Actin 


que 


omy les; 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref |NR_024687.1 


15690 
s; Phyll 
15720 


Ss; Brady 


nocardin Actinosynne 


NR_024686.1 


eae; 
ref 
nocardineae; 
ref 


Actinosynne 
NR_025972.1 


udomonadaceae; Pseudomon 
ref|NR_025251.1 
1579624 158106 


ales; Rhizobiace 


quence 
Rhizobi 


v 


ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 


nckiacea ‘ 
uence 
a; Pseud 


ref|NR_025587.1 


udomonadaceae; Pseudomon 


1644854 1644801 1 54 gi 
ribosomal RNA, partial sequence 


219878447 
1643643 1645153 Pseudomonas antarctica Bacteria; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Lactobacillus jensenii 
acillus jensenii 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 

cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Mycobacterium 
7 Mycobacterium 
acterineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Methylocella tundrae 


tundrae Bacteria; 


Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 


ref|NR_025586.1 


Pseudomonas antarctica 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


240818 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


240818 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


240818 Bacteria_16S 


aridum subsp. lar 


Actinomycetales; 


240818 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
240818 Bacteria_16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


240818 Bacteria_16S 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


240818 Bacteria_16S 


keratiniphila sub 


Actinomycetales; 


240818 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


240818 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


240818 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


240818 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


240818 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


240818 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


240818 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


240818 Bacteria_16S 
M 11690 16S ribosomal RNA, partial seq 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


240818 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


240818 Bacteria_16S 


strain NF23 16S r 
Proteobacteria; G 


240818 Bacteria_16S 
DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


240818 Bacteria_16S 


strain DSM 44222 


strain DSM 44515 


Kibdelosporangium aridum subsp. 


bosomal RNA, partial sequence 


bosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 


1650852 1650799 1 
osomal RNA, partial sequence 


54 gi 


largum Bacteria; 


Pseudonocardineae; Pseudonocardiaceae; 
1666222 1666169 1 54 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


1673791 1673738 1 54 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1675314 1675261 1 54 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1676813 1676760 1 54 gi 
sp. nogabecina strain DSM 44586 16S ri 


al 
ae 


s 


bo 


Pseudonocardineae; Pseudonocardiaceae; 
1678330 1678277 1 54 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1679851 1679798 1 54 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 


al 


1684476 1684423 1 54 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1692050 1691997 1 54 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


rt 
tr 


1 
ie 8 
1695173 1695120 1 


54 gi 


ammaproteobacteria; Pseudomonadales; P 
1696717 1696664 1 54 gi 


se 


ammaproteobacteria; Pseudomonadales; P 
1707435 1707382 1 54 gi 


se 


ridia; Clostridiales; cl 


1715039 1714986 1 


Clostridiaceae; 

54 gi 
ue 
Bacteroidetes; Sphingobacteria; Sphingo 
1722715 1722622 1 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 


1724256 1724163 1 93 gi 


gi 


or 


or 


1727176 1727123 1 54 gi 


eq 


Mycobacterium. 


1728715 1728662 1 54 gi 


ne 


1730251 1730198 1 54 gi 


ne 


240818 Bacteria_16S 


219878442 
1649700 16511 


K 


219878426 


219878425 
Actinomyc 


219878424 
somal RN 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Amycolato 
219878423 


Actinomyc 


219878422 


219878419 


219878413 


219878411 
16S ribosomal RNA, partial sequence 1693968 169 


219878410 
1695512 16970 


219878403 
1706248 17077 


219878398 


219878393 
1721510 17230 


219878392 
1723051 17245 


219878390 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240818 Bacteria_16S 219878388 
16S ribosomal RNA, partial sequence 1729064 17305 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


e 16650 


es; 


sequenc 
Actino: 


’ 


equence 


equence 


16786 


es; Pseu 


ial se 
idiale 


qu 
S; 


sequen 
a; Pse 


ce 
ud 


54 


udomonad 


udomonad. 


ostridiu 


nce 
bacteria 


axellace 


axellace 


uence 
inomycet 


bacterin 


bacterin 


1731764 17317111 54 gi 


219878387 


Pseu 


ref|NR_025581.1 


lphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 
1663158 1663105 1 54 gi|219878433|ref|NR_025572.1 
ain A 80407 16S ribosomal RNA, partial sequence 1661967 166345 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
e; Kibdelosporangium. 
1664698 1664645 1 54 gi|219878432|ref|NR_025571.1 
gum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 


orangium. 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; 


ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseu 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


ref 
A, Pp 


NR_025563.1 
artial seque 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref 
ence 


NR_025558.1 

168328 
Clostridiaceae; 
ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 
ref|NR_025550.1 
acea 
ref 


e; Pseudomon 
NR_025549.1 


acea 
ref 


e; Pseudomon 
NR_025542.1 


m. 
ref |NR_025537.1 

1713828 171532 
les; Sphingobact 


ref |NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


’ 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 


P 


d 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


Actinobacteria; Actinobacteridae; 
ibdelosp 
219878431 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Psychrobacter luti 
luti Bacteria; 

ar 

Psychrobacter fozii 
fozii Bacteria; 

am 

Mycobacterium 

1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 


ref|NR_025526.1 
1730570 173206 


Mycobacterium 
2 Mycobacterium 


moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


240818 Bacteria_16S 
SM 11806 16S ribosomal RNA, partial se 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


240818 Bacteria_16 


strain SPR2 16S r 
Actinobacteria; A 


240818 Bacteria_16S 


strain Kb2 16S ri 
Actinobacteria; A 


240818 Bacteria_16S 


aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium 


240818 Bacteria_16S 
marincola strain KMM 277 16S ribosomal RNA, partial seq 


marincola Bacteri 


240818 Bacteria_16S 


submarinus strain 
submarinus Bacter 


240818 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


240818 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


240818 Bacteria_16S 


strain ME102 16S 


Proteobacteria; G 


240818 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


240818 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


240818 Bacteria_16S 


halophila strain 
halophila Bacteri 
Pseudonocardiacea 


240818 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


240818 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


240818 Bacteria_16S 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


240818 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


240818 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


240818 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


240818 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


Mycobacterium. 


1742476 1742383 1 93 gi 


’ 
m 


Proteobacteria; Gammaproteobacteria; 


Ss 1759320 1759267 1 54 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1810697 1810644 1 54 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1816836 1816783 1 54 gi 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


Cory 
gi 


1826102 1826009 1 93 gi 
a; Proteobacteria; Gammaproteobacteria 
1827580 1827487 1 93 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1828994 1828941 1 54 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1838180 1838127 1 54 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1862489 1862436 1 54 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1868647 1868594 1 54 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


1876198 1876105 1 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1887121 1887068 1 54 gi 
DSM 44411 16S ribosomal RNA, partial s 


gi 


e; Saccharomonospora. 

1890154 1890101 1 54 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1924815 1924762 1 54 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

1926376 1926323 1 54 gi 
in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

1950804 1950751 1 54 gi 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
e; Pseudonocardia. 

1968978 1968925 1 54 

ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
1988958 1988865 1 93 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
1992055 1991962 1 93 gi 


ammaproteobacteria; Enterobacteriales; 
1995145 1995052 1 93 gi 


ammaproteobacteria; Enterobacteriales; 


240818 Bacteria_16S 


1996681 1996588 1 93 gi 


a; Actinobacteria; Actinobacteridae; Act 


qu 


ne 


ne 
en 


al 


ue 


, 


qu 
a; 


qu 
a; 


s 
to 


ie) 


eq 
ct 


st 


eq 


e 
le 


qu 
A 


ia 


’ 


eq 


v 


ed 


E 


E 


E 


219878379 


219878366 
1758120 17596 


219878329 
1809512 18109 


219878325 


219878319 


219878318 


219878310 
219878293 
1861284 18627 


219878289 


219878284 
1874987 18764 


219878274 


219878272 


219878245 


219878244 


219878228 


219878216 
1967755 19691 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 


219878199 
16S ribosomal RNA, partial sequence 1993927 19954 


ence 


Aeromonad 


bacterin 


bacterin 


ce 18156 
es; Pseu 


nce 
Pseudomo 
ence 

Pseud 


ence 


Rhodoba 


equence 
bacillac 
leiphila 


uence 
eria; 


Rh 
eurellac 
uence 


inomycet 


18889 


s; Phyll 


ence 


ctinomyc 


1 sequen 
Actinomy 


uence 
Actinomy 


is; Ther 
nterobac 


nterobac 


nterobac 


219878198 


omonad 
219878317 


ref|NR_025518.1 
1741287 174278 
ales; Succinivib 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


, 


ref|NR_025505.1| Gordonia sihwensis 
18 Gordonia sihwensis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_025468.1| Gordonia westfalica 
89 Gordonia westfalica Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_025464.1| Kibdelosporangium 
46 1817129 Kibdelosporangium aridum 
donocardineae; Pseudonocardiaceae; 


ref|NR_025458.1 
1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 
1826365 182779 
ales; Moraxe 


Psychrobacter 
4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 
2 Psychrobacter 
llaceae; Psychrobacter. 
ref|NR_025456.1| Oceanicaulis 
1827843 1829266 Oceanicaulis 
cterales; Hyphomonadaceae; Oceanicaulis. 
ref|NR_025449.1| Lactobacillus 
1836949 1838461 Lactobacillus 
eae; Lactobacillus. 
ref|NR_025432.1| Oleiphilus messinensis 
20 Oleiphilus messinensis Bacteria; 
ceae; Oleiphilus 
ref |NR_025428.1 
1867493 186885 
izobiales; Beije 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


ref|NR_025423.1| Haemophilus pittmaniae 

54 Haemophilus pittmaniae Bacteria; 

eae; Haemophilus 

ref|NR_025413.1 
1885917 188742 

ales; Pseudonoca 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


v 


ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025384.1 
1923611 192512 
etales; Pseudono 


Mesorhizobium 
izobium chacoense 
esorhizobium. 
Pseudonocardia 
2 Pseudonocardia 
cardineae; 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


ref|NR_025355.1| Thermicanus aegyptius 
80 Thermicanus aegyptius Bacteria; 
micanus. 
ref|NR_025342.1] Tatumella ptyseos 

39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 

ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 


ref |NR_025337.1| Rahnella aquatilis 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahnella. 


240818 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; 


carotovorum subsp 


Enterobacteriales 


240818 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


240818 Bacteria_16S 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


240818 Bacteria_16S 


strain IBS 506 16 


johnsonii strain 
johnsonii Bacteri 


240818 Bacteria_16S 


strain IBS 382 16 
Proteobacteria; A 


240818 Bacteria_16S 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


240818 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


240818 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


240818 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


240818 Bacteria_16S 


strain SW-46 16S 
Proteobacteria; A 


240818 Bacteria_16S 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


240818 Bacteria_16S 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


240818 Bacteria_16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


240818 Bacteria_16S 
ATCC 35 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


240818 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


240818 Bacteria_16S 


strain ATCC 51384 
Actinobacteria; A 


G 
240818 Bacteria_16S 


2004367 2004274 1 93 gi 


ammaproteobacteria; Enterobacteriales; E 
2028432 2028339 1 93 gi 
odoriferum strain LMG 17566 16S ribo 


; Enterobacteriaceae; Pectobacterium. 


2034391 2034338 1 54 gi 
ATCC 19420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

2053082 2053029 1 54 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

2075917 2075864 1 54 

S ribosomal RNA, partial sequence 


se 
Ac 


gi 


ne 
2083704 2083651 1 54 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2085170 2085117 1 54 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2091173 20911201 54 gi 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 
Mycobacterium. 

2098805 2098752 1 54 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


se 


ac 


ne 


1 
ae 


ue 
Pi 


2105010 2104957 1 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
2112565 2112512 1 54 gi 
6482 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2113986 21139171 69 gi 
US6-1 16S ribosomal RNA, parti 
a; Proteobacteria; Alphaproteo 


54 gi 
en 
id 


ne 


6 
i al 
xr 


al 
ba 


strain 


Bacteri 


2118594 2118525 1 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2129237 2129184 1 54 gi 
ATCC 25420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculos 
2130715 2130662 1 54 gi 
in ATCC 19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
2132220 2132167 1 54 gi 
282 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
2133723 2133670 1 54 gi 
087 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
2135237 2135184 1 
16S ribosomal 


69 gi 


Er 


al 


’ 


ATCC 27 


54 gi 
RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2136754 2136701 1 54 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 


al 


ne 


219878193 
6S ribosomal RNA, partial sequence 2003168 20 


219878177 
so 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 


219878172 


219878157 


219878139 
2074760 20 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


240818 Bacteria_16S 219878134 


219878133 
2084014 20 


219878129 


219878123 


219878117 


219857660 


219857659 


219857656 
2117441 21188 


219857649 


219857648 


219857647 


219857646 


219857645 


219857644 


ref |NR_025332.1 
046 
bacteri 
ref 


par 


ntero aceae; 
NR_025316.1 


mal RNA, tial sequenc 


ref |NR_025311.1 
2033216 203470 


ales; Corynebact 


e 
cet 


quenc 
inomy 


ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


quence 
tinomyce 
ref|NR_025278.1 
762 
ae; Bartonella. 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025272.1 


llace 


quenc 
illac 


e 
eae 


854 
ae; Bartonella. 
ref|NR_025268.1 

2089993 209143 


mycetales; Coryn 


llace 


sequence 
Actino: 


, 


ref|NR_025262.1 
2097632 209908 
biales; Phylloba 


nce 
a; Rhizo 
ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025249.1 
81 2112761 Mycoba 
nebacterineae; 


ce 21038 
iaceae; 


21113 
Cory 


e 
es; 


ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


sequenc 
cteria; 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237. 
e 2129523 21309 
cetales; Coryne 


ythrobac 


quence 
inomycet 
is compl 


v 


8 
b 


sequenc 
Actinomy 


ref |NR_0252 
2131039 21324 


ales; Corynebac 


36.1 
quence 8 


inomycet 


ref |NR_0252 
2132540 21339 
ales; Corynebac 


35.1 
8 


quence 
inomycet 


v 


ref|NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 


21340 
es; Cory 
ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 


21355 
bacterin 


240818 Bacteria_16S 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 


2139799 2139746 1 54 gi 


219857642 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 
Budvi 


cia. 
Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
1 Mycobacterium 


terineae; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Lactobacillus 
3 Lactobacillus 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Anoxynatronum 
atronum sibiricum 


Mycobacterium 
cterium pinnipedii 


Mycobacteriaceae; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


’ 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 
Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 


ref/NR_025231.1 
2138615 214004 


Amycolatopsis 
1 Amycolatopsis 


palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


240818 Bacteria_16S 
strain Ps 9-14 16S ribos 


Proteobacteria; 


2144267 21442141 


2145772 2145719 1 


54 


omal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


54 


gi| 219857639 
2143068 21445 


219857638 


Pseudomonadaceae; 


240818 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


240818 Bacteria_16S 


strain MUP 1182 1 


strain YIM 90001 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
240818 Bacteria_16S 


strain ATCC 927 1 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


240818 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


240818 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


240818 Bacteria_16S 


strain NRCM 00-25 


extremorientalis 
extremorientalis 
Pseudomonas. 


240818 Bacteria_16S 


strain 7d 16S rib 


costantinii Bacte 
Pseudomonas. 


240818 Bacteria_16S 


californiensis st 


californiensis Bacteria; 
240818 Bacteria_16S 


strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


240818 Bacteria_16S 


ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 


240818 Bacteria_16S 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial 
thiocyanoxidans Bacteria; 


Thioalkalivibrio. 


240818 Bacteria_16S 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 
flavipulchra Bacteria; 


Pseudoalteromonas 


240818 Bacteria_16S 


strain 91-4 16S r 


n Ps 3- 
ria; 


ribosomal RNA, 


e; 


16S ribosomal 


16S ribosomal 


Bacteria; 


ria; 


Proteobacteria; 


2148789 2148736 1 
6S ribosomal RNA, 
Actinobacteria; Actinoba 
240818 Bacteria_16S 


2151872 2151803 1 


2166970 2166917 1 
s strain SL-1 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 
Pseudonocardia. 
2171575 2171522 1 


ammaproteobacteria; 
2173126 2173073 1 


2220001 2219948 1 
strain KMM 3447 16S ribosomal RNA, partial seque 
Proteobacteria; Gammaproteobacteria; 
2221510 2221457 1 

osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
240818 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
240818 Bacteria_16S 
costantinii strain CFBP 5705 16S ribosomal RNA, partial 
Proteobacteria; 


2233627 22335741 


2235159 2235106 1 


2238226 2238173 1 
rain APO 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridiales; 
2245725 2245672 1 
2 16S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; Rhizobiales; 


2271995 2271902 1 
KMM300 16S ribosomal RNA, partial sequence 22707 
acteria; Gammaproteobacteria; Alteromonadales; 


2287184 22871311 

Proteobacteria; 
2291663 2291570 1 
Proteobacteria; 
2296186 2296133 1 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


240818 Bacteria_16S 2297652 2297599 1 


10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


54 
54 
69 
partial sequence 


54 


54 


54 


RNA, partial sequence 
Pseudomonadales; 


54 


RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2218467 22184141 
5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
240818 Bacteria_16S 


54 


54 


54 


54 


54 


54 


Clostridia; 
54 


93 


54 


93 


54 


54 


strain IBS 193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterineae; 
2150370 2150317 1 
16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
240818 Bacteria_16S 


Sphingomonadales; 
2165429 2165376 1 
6S ribosomal RNA, partial sequence 2164214 21657 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
240818 Bacteria_16S 


Gammaproteobacteria; 


Gammaproteobacteria; 


Gammaproteobacteria; 


gi 


gi| 219857636 


gi| 219857635 


gi| 219857634 
2150729 21521 
Erythrobac 


gi| 219857625 


219857624 
sequenc 


gi 


219857621 
21703 


gi 


219857620 
21719 


gi 


219857587 
22172 


gi 


gi| 219857586 


P 


gi|219857585 
2220358 22217 


219857577 
22324 


gi 


219857576 
sequence 
Pseudo: 


gi 


gi|219857574 
Cc 
219857569 
22445 
Rhizo 


gi 
gi|219857552 
P 
219857541 


sequence 
Ch 


gi 


219857538 
sequence 
Alter 


gi 


gi| 219857533 
2295034 22964 


219857532 


Pseudomonadales; 


Pseudomonadaceae; 


ref |NR_025228.1 


ref |NR_025227.1 
2144573 214602 


ref|NR_025225.1 
14 Mycobacterium 


ref |NR_025224.1 


ref |NR_025223.1 
teraceae; 
ref|NR_025214.1 
35 Mycobacterium 
Mycobacteri 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; 


ref |NR_025210.1 


ref |NR_025209.1 
00 2173400 Cellvi 
Cellvibri 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025174.1 
nce 221879 
seudomonadales; 


ref|NR_025173.1 
41 Xanthobacter 
ae; 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref ‘ 
2233956 223544 
monadales; Pseud 


ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


ref|NR_025140.1 


90 2272278 Pseudo 
seudoalteromonad 


2290487 229196 
omonadales; Pseu 
ref|NR_025121.1 


Bartonella. 


gi 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomonas. 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Mycobacterium parmense 
parmense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 
Porphyrobacter. 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 

Pseudonocardia 
9 Pseudonocardia 


Pseudonocardineae; 


Cellvibrio fulvus 


56 2171849 Cellvibrio fulvus Bacteria; 
Cellvibrio. 


Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Pseudomonas 

2 2220307 Pseudomonas 
Pseudomonadaceae; 


Xanthobacter viscosus 


viscosus Bacteria; 
Xanthobacter. 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Pseudomonas 

7 Pseudomonas 
omonadaceae; 


Tindallia 

3 Tindallia 

indallia. 

Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


ref|NR_025120.1 


Bartonella capreoli 


2296489 2297931 Bartonella capreoli Bacteria; 


240818 Bacteria_16S 2302083 2302030 1 54 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 

34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 

Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

240818 Bacteria_16S 2303632 2303579 1 54 gi|219857528|ref|NR_025116.1| Marinobacter 

lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 

Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

240818 Bacteria_16S 2306720 2306667 1 54 gi|219857525|ref|NR_025113.1| Tsukamurella 

strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 

strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Tsukamurellaceae; Tsukamurella. 

240818 Bacteria_16S 2321959 2321906 1 54 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 

strain CFML 97-391 16S ribosomal RNA, partial sequence 2320764 2322265 Pseudomonas brenneri Bacteria; 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

240818 Bacteria_16S 2323511 2323458 1 54 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 

strain CFML 97-514 16S ribosomal RNA, partial sequence 2322316 2323816 Pseudomonas grimontii 

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

240818 Bacteria_16S 2326474 23264211 54 gi|219857512|ref|NR_025100.1| Clostridium 

stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 

Clostridiaceae; Clostridium. 

240818 Bacteria_16S 2327994 2327941 1 54 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 


strain FI-13295 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
240818 Bacteria_16S 2342954 23429011 54 gi|219857500|ref|NR_025088.1 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 23432 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
240818 Bacteria_16S 2350477 2350408 1 69 gi|219857494|ref|NR_025082.1 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hypho: 


Bacteria; Proteob 


240818 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


240818 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


240818 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


240818 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


240818 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas 


240818 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


putrefaciens stra 
putrefaciens Bact 


strain Z-2189 16S 
Firmicutes; Clost 


240818 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


240818 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


240818 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


ARh1 16S ribosomal RNA, partial sequen 


eria; 
240818 Bacteria_16S 


eria; 
240818 Bacteria_16S 


6S ribosomal RNA, partial sequence 2326828 23282 


acteria; Alphaproteobacteria; Rhizobiale 
2396081 2396028 1 54 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2397565 2397512 1 54 gi 
in LBS3 16S ribosomal RNA, partial seq 


eria; Firmicutes; Clostridia; Clostrid 


ne 
ue 
ia 


2400600 2400531 1 69 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


se 
ac 
2441775 2441722 1 54 gi 
ce 
acteria; Gammaproteobacteria; Chromatial 
2447856 2447763 1 93 gi 
n KMM636 16S ribosomal RNA, partial se 


ria; Proteobacteria; Gammaproteobacter 


qu 
ia 
2452455 2452402 1 54 gi 
in KCTC 9740 16S ribosomal RNA, partia 
Firmicutes; Bacillales; Thermoac 
2464422 2464369 1 54 gi 
in DSM 1291 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostrid 
2467600 2467519 1 81 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
2472135 2472082 1 


1 
ti 


s 
ia 


Clostridiaceae; Cl 


54 gi 
acteria; Gammaproteobacteria; Chromatial 
2506693 2506640 1 54 gi 


Ss; 


llaceae; 


219857462 


nce 
les; 


219857460 


quence 
teria; 


219857426 


24405 
es; 


ence 


v 


219857418 
sequence 


nomyceta 


219857407 


equence 
les; Clo 


219857405 
2466381 24678 


ostridiu 


219857402 


24709 


es; Ecto 


219857373 


16S ribosomal RNA, partial sequence 2505486 25069 


240818 Bacteria_16S 


brassicacearum st 


brassicacearum Bacteria; 


Pseudomonas. 


240818 Bacteria_16S 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 
Firmicutes; 


Bacteria; 


Clostridia; Clostridiales; Peptococ 


caceae; 


Hypho: 
219857463 
2394935 23963 


Clo 


R 


Ecto 
219857421 


Altero: 


77 Mycobacterium 


micr 
ref 


obiaceae; H 
NR_025051.1 


Bartonella. 

ref|NR_025050.1 
2396386 239781 

stridiales Famil 


ref |NR_025048.1 
2399427 240087 
hizobiales; Hyph 


ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_025009.1 

2446675 244812 
monadales; Pseu 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref|NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref |NR_024993.1 


m. 
ref|NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref|NR_024961.1 


d 


doricum Bacteria; 
aceae; Mycobacterium. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Hyphomicrobium 


microbium sulfonivorans 
y 


phomicrobium. 
Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Thioalkalivibrio 

kalivibrio paradoxus 

ae; Thioalkalivibrio. 
Pseudoalteromonas 

4 Pseudoalteromonas 

oalteromonadaceae; 


Seinonella 
3 Seinonella 
Clostridium 
2 Clostridium 
stridium. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thioalkalivibrio 
kalivibrio versutus 

ae; Thioalkalivibrio. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Pseudomonas 

4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkali 
2521884 2521831 1 54 gi|219857363|ref|NR_024951.1 

rain SBK26 16S ribosomal RNA, partial sequence 2520665 252209 
cteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
2523364 25233111 54 gi| 219857362 |ref|NR_024950.1 

rain DBK11 16S ribosomal RNA, partial sequence 2522145 252361 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 

2527880 2527827 1 54 gi|219857359|ref|NR_024947.1 


Desulfotomaculum 


Desulfotomaculum 


2526673 2528174 Desulfotomaculum alkaliphilum 


240818 Bacteria_ 


strain ATCC 4973 
Proteobacteria; 


240818 Bacteria_ 


strain DSM 12272 
Firmicutes; Clos 


240818 Bacteria_ 


strain C-29 16S 
Proteobacteria; 


240818 Bacteria_ 


strain CIP 10546 
Bacteria; 


240818 Bacteria_ 


strain CIP 10547 
Proteobacteria; 


240818 Bacteria_ 


strain CIP 10525 
Proteobacteria; 


240818 Bacteria_ 


acidaminophilum 
acidaminophilum 


240818 Bacteria_ 


strain AN1 16S r 
Proteobacteria; 


240818 Bacteria_ 


strain CIP 10527 
Proteobacteria; 


240818 Bacteria_ 


strain CFML 96-1 
Proteobacteria; 


240818 Bacteria_ 


strain CIP 10466 
Bacteria; Proteo 


240818 Bacteria_ 


strain CIP 10488 
Bacteria; Proteo 


240818 Bacteria_ 


strain CFML 96-1 
Bacteria; Proteo 


240818 Bacteria_ 


strain FI-25796 
Actinobacteria; 


240818 Bacteria_ 


strain CIP 10527 
Proteobacteria; 


240818 Bacteria_ 


strain CIP 10546 
Bacteria; Proteo 


240818 Bacteria_ 


granulomatis str 
granulomatis Bac 


240818 Bacteria_ 


strain HPA92 16S 
Proteobacteria; 


240818 Bacteria_ 


strain 177 16S r 
Proteobacteria; 


240818 Bacteria_ 


strain P925 16S 
Proteobacteria; 


240818 Bacteria_ 


thermoflava stra 
thermoflava Bact 
Pseudonocardiace 


240818 Bacteria_ 


strain DSM 43194 
Actinobacteria; 


240818 Bacteria_ 


strain DSM 44262 
Actinobacteria; 


240818 Bacteria_ 


strain ACCC 1966 


Proteob 


16S 2529436 2529383 1 54 gi 
Gammaproteobacteria; Pseudomonadales; P 
16S 2530932 2530879 1 54 gi 
tridia; Clostridiales; Clostridiaceae; 
16S 2550089 2550036 1 54 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Barto 
16S 2556190 2556137 1 54 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
16S 2557756 2557703 1 54 gi 
0 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 2562382 2562329 1 54 gi 
9 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 2565407 2565354 1 54 gi 
strain DSM 3953 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clost 
16S 2568485 2568432 1 54 gi 
ibosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Brady 
16S 2571515 2571462 1 54 gi 
4 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 2580636 2580583 1 54 gi 
98 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 2582202 2582149 1 54 gi 
4 16S ribosomal RNA, complete sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2583772 2583719 1 54 gi 
3 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2585341 2585288 1 54 gi 
70 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2594694 2594641 1 54 gi 
1 
Actinobacteridae; Actinomycetales; Cory 
16S 2596179 2596126 1 54 gi 
3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 2597745 2597692 1 54 gi 
0 16S ribosomal RNA, complete sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2600732 2600639 1 93 gi 
ain ATCC 49244 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobacte 
16S 2602286 2602193 1 93 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; 
16S 2603840 2603747 1 93 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; 
16S 2605394 2605301 1 93 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; Pa 


Pa 
gi 


Pa 
gi 


se 


cl 


ne 


na 


se 


se 


ia 


sa 


rh 


se 


se 


na 


na 


na 


ne 


se 


na 


al 


rd: 


st 


st 


st 


16S 2610010 2609957 1 54 gi 
n N1165 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 
ae; Amycolatopsis. 

16S 2611583 2611530 1 


i 


54 gi 


Actinobacteridae; Actinomycetales; Pseu 
16S 2613110 2613057 1 54 gi. 


Actinobacteridae; Actinomycetales; Pseu 


ue 
A 


do 


do 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 


219857344 
2548929 25503 


219857340 


219857339 


219857336 


219857291 


219857289 


2567339 25687 


219857287 


219857281 


219857280 


219857279 


219857278 


219857272 


6S ribosomal RNA, partial sequence 2593502 25949 


219857271 


219857270 


219857268 


219857267 


2601060 26025 


219857266 
2602614 26041 


219857265 
2604168 26056 


219857259 


219857258 
16S ribosomal RNA, partial sequence 2610373 26118 


219857257 
16S ribosomal RNA, partial sequence 2611942 26134 


ref|NR_024946.1 


udomonadacea 


ref 


e; Pseudomon 
NR_024945.1 
ostridium. 
ref |NR_024932.1 
Bartonella. 
ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024920.1 


llaceae; 


25549 
dales; P 


25565 
udomonad 


25611 
udomonad 


1 sequen 
diales; 


izobiaceae; Nitrobacter 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref |NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref |NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


25702 
udomonad 


25794 
udomonad. 


25809 
dales; P 


25825 
dales; P 


25841 
dales; P 
bacterin 


25949 
udomonad 


25965 
dales; P 


sequenc 


a; Paste 


Mannheimia 
NR_024897.1 


eurellaceae; 


ref 


Mannheimia 
NR_024896.1 


eurellac 7 


eae; 
ref 
eurellaceae; Mannheimia 
ref |NR_024890.1 
2608828 261032 
etales; Pseudono 


nce 
ctinomyc 


ref|NR_024889.1 


nocardineae; Pseudonocar 
ref|NR_024888.1 
18 Amycolatopsis 


nocardineae; Pseudonocar 


16S 2623902 2623849 1 54 gi 
5 16S ribosomal RNA, partial sequence 


219857249 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Eubacterium 
8 Eubacterium 
Eubacterium. 
Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 

Pseudomonas. 

Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 

Pseudomonas. 

Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 


ref|NR_024879.1 
2622731 2624203 Mesorh 


Mesorhizobium amorphae 
izobium amorphae 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


240818 Bacteria_16S 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240818 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


240818 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


240818 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


240818 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


240818 Bacteria_16S 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


240818 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


240818 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


240818 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


240818 Bacteria_16S 


CMN3 
Spirochaetales; 


16S ribosoma 
Ss 


240818 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


240818 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


240818 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


240818 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


240818 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


240818 Bacteria_16S 


nitritogenes stra 
nitritogenes Bact 


240818 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; Clost 


240818 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


240818 Bacteria_16S 


strain SJS0289-JS 
Actinobacteria; A 


240818 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


2640698 2640645 1 54 gi 
16S ribosomal RNA, partial sequence 

ne 
2705352 2705299 1 54 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
2708445 2708400 1 46 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


se 
ob 


s 
er 


2715772 2715679 1 93 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


ue 
ri 


2740008 2739927 1 81 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
2759281 2759228 1 54 gi 
rain KMM 3525 16S ribosomal RNA, parti 
cteria; Bacteroidetes; Sphingobacteria 


ce 
S; 


al 


, 


2760737 2760684 1 54 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


2780424 27803711 54 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2783357 2783304 1 54 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2795388 2795335 1 54 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2845320 28452711 50 gi 
1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
2854638 2854585 1 54 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2856208 2856115 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2859321 2859268 1 54 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2860821 2860768 1 54 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2863923 2863870 1 54 gi 


gi 


ot 


ot 


se 


id 


gd 


na 


E 


na 


ar 
ob 


ammaproteobacteria; Pseudomonadales; Pse 
2887128 2887075 1 54 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 


2888653 2888600 1 54 gi 


s 
ia 


ridia; Clostridiales; 
2890177 2890124 1 


Eubacteriaceae; Eu 


54 gi 
ridia; Clostridiales; Eubacteriaceae; Eu 
2906866 2906813 1 54 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2920734 2920681 1 54 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


ne 


1 
ct 


240818 Bacteria_16S 


IFO 16102 16S rib 


219857231 


26 
bacte 


219857185 


quenc 
acill 


219857183 


equen 
ia; C 


219857178 


nce 


a; Ps 


219857161 


27 
Ther 


219857147 


sequ 
Sphin 


219857146 


ce 27 
es; P 


219857130 
2779259 27 


richa 


219857128 
2782197 27 


richa 


219857120 


quenc 
iales 


219856894 
2844116 2845615 Borre 


orfer 


219856888 


28 
dales 


219856887 


28 
ntero 


219856885 


28 
dales 


219856884 


tial 
acter 


219856882 
6S ribosomal RNA, partial sequence 2862729 28642 


udomo 


219856865 


equen 
les; 


219856864 
6S ribosomal RNA, partial sequence 2887459 28889 


bacte 


219856863 
6S ribosomal RNA, partial sequence 2888980 28904 


bacte 


219856852 


29 
bacte 


219856843 


seque 
eria; 


2940236 2940183 1 
osomal RNA, partial sequence 


54 


gi 


219856830 
2939058 2940528 Lentzea albida Bacteria; 


395 
rin 


e 
ace 


ce 
amp 


eud 


388 
mod 


enc 
gob 


595 
seu 


806 
cea 


836 
cea 


3S 
Cc 


’ 
ig 


534 
P 


, 


549 
bac 


581 
P 


, 
seq 
ia; 
nad 
ce 

Eub 


riu 


PY 


056 
rin 


nce 
Ps 


ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref|NR_024813.1 

2704122 270562 
ae; Lactobacillu 
ref|NR_024811.1 

2707242 270866 
ylobacterales; H 


ref|NR_024806.1 
2714566 271605 
omonadales; Mora 


ref |NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


ref|NR_024774.1 
56 2761026 Actino 
donocardineae; 
ref|NR_024758.1 


hiothrix. 
NR_024756.1 


e; T 
ref 


e; Thiothrix. 
ref|NR_024748.1 

2794179 279557 
lostridiaceae; 
ref|NR_024713.1 
lia sinica Bacte 
roup. 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024701.1 


aceae; Pseudomon 
ref|NR_024684.1 
2885932 288740 
acteriaceae; Eub 
ref |NR_024683.1 


m. 
ref |NR_024682.1 
m. 
ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref |NR_024662.1 

2919511 292100 
eudomonadales; P 


ref 


NR_024649.1 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 

Lactobacillus 
7 Lactobacillus 
Ss. 

Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Thermodesulfobium 

desulfobium narugense 

hermodesulfobium. 
Reichenbachiella 

5 Reichenbachiella 


mmeovirgaceae; 


Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Borrelia sinica strain 
ria; Spirochaetes; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Eubacterium 

8 Eubacterium 

acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Pseudomonas 

8 Pseudomonas 

seudomonadaceae; 


Lentzea albida strain 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 


240818 Bacteria_ 
collinoides strain JCM1123 16S ribosomal RNA, partial s 
collinoides Bacte 
240818 Bacteria_ 


strain IFO 16068 
Actinobacteria; 


240818 Bacteria_ 
strain PCl 16S ri 


Proteobacteria; 


240818 Bacteria_ 


pneumoniae strai 
pneumoniae Bacte 


240818 Bacteria_ 


larrymoorei stra 
larrymoorei Bact 
Rhizobium/Agroba 


240818 Bacteria_ 


fornicalis strai 
fornicalis Bacte 


240818 Bacteria_ 


polyisoprenivora 
polyisoprenivora 
Gordoniaceae; Go 


240818 Bacteria_ 


polyendosporus s 
polyendosporus B 


240818 Bacteria_ 


strain I50 16S r 
Firmicutes; Erys 


240818 Bacteria_ 


strain DS1 16S r 
Firmicutes; Clos 


240818 Bacteria_ 


sartagoforme str 
sartagoforme Bac 


240818 Bacteria_ 


strain HKI 0136 
Actinobacteria; 


240818 Bacteria_ 


dextrinosolvens 
dextrinosolvens 
Succinivibrio. 


240818 Bacteria_ 


strain K 16S rib 
Proteobacteria; 


240818 Bacteria_ 


strain ORS 992 1 
Proteobacteria; 


240818 Bacteria_ 


histidinovorans 
histidinovorans 


240818 Bacteria_ 


strain Z-7934 16 
Firmicutes; Clos 


240818 Bacteria_ 


strain DSM 11603 
Proteobacteria; 


240818 Bacteria_ 


denitrificans st 
denitrificans Ba 
Hyphomicrobium. 


240818 Bacteria_ 


zavarzinii strai 
zavarzinii Bacte 


240818 Bacteria_ 


hollandicum stra 
hollandicum Bact 
Hyphomicrobium. 


240818 Bacteria_ 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 


16S 2946374 29463211 54 gi 


Firmicutes; Lactobacillales; 
2955358 2955305 1 54 


ria; 


16S gi 


eq 
Lactob 


219856826 
uence 

acillace 
219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 
ref |NR_024639.1 


Lactobacillus 
8 Lactobacillus 
Ss. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

16S 2975141 2975088 1 54 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
bosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

16S 2982753 2982704 1 50 gi|219846935|ref|NR_026527.1| Chlamydophila 

n TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
ria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

16S 2994884 2994831 1 54 gi|219846927|ref|NR_026519.1| Agrobacterium 
in AF3.10 16S ribosomal RNA, partial sequence 2993732 2995168 Agrobacterium 
eria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 

cterium group; Agrobacterium. 

16S 3010162 3010109 1 54 gi|219846917|ref|NR_026509.1| Lactobacillus 

n TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 3023723 3023670 1 54 gi|219846908|ref|NR_026500.1| Gordonia 

ns strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 

ns Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
rdonia. 

16S 3029778 3029725 1 54 gi|219846904|ref|NR_026496.1| Anaerobacter 

train PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

16S 3031287 3031206 1 81 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
ibosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 


16S 3035882 3035829 1 54 
ibosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 
16S 3037405 3037352 1 54 gi 
ain DSM 1292 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; 
16S 3040451 3040398 1 54 
al 


gi 


gi 


16S 3057260 3057167 1 93 gi 
strain 0554 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; 


16S 
fo) 
Alphaproteobacteria; Rhizobiales; Beije 
16S 3076640 3076587 1 54 gi 
6S ribosomal RNA, partial sequence 


3072176 3072123 1 54 gi 


16S 3088803 3088750 1 54 gi 
strain Z-7940 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clost 
16S 3102249 3102196 1 54 gi 
S ribosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 
16S 3106776 3106723 1 54 gi 


1 


Alphaproteobacteria; 
16S 3124894 3124825 1 
rain DSM 
cteria; 


Rhizobiales; Phyll 
69 gi 


1869 16S ribosomal RNA, partial 


16S 3127852 3127783 1 
n ZV-622 
ria; Proteobacteria; Alphaproteobacteri 
16S 3129340 31292711 69 gi 
in IFAM KB-677 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacter 


69 gi 


16S 3132252 3132199 1 54 


gi 


ipelotrichi; Erysipelotrichales; Erysipel 


cl 


Clostridia 


se 
Gammaproteobact 


Alphaproteobacteria; Rhizobiales; Rhizobi 


ri 


Ti 


ob 


Proteobacteria; Alphaproteobacter 


16S ribosomal RNA, partial seque 
a; 
219846836 
al 
ia 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 
baer 


219846837 
nce 


, 


219846834 


otrichac 
219846899 
3034695 30361 
ostridium. 
219846898 
equence 
les; 
219846896 
6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteridae; Actinomycetales; Coryne 


nckiaceae; Methylocella. 
219846871 
3075492 30769 
aceae; 
219846863 
sequence 
diales; 

219846854 
3101054 31025 
ndallia. 
219846851 
16S ribosomal RNA, partial sequence 3105629 31070 
acteriac 
219846839 
sequence 
ia; 


eae. 


ref|NR_026491.1 


ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026488.1 


Clo 


Gordoniacea 
ref |NR_026476.1 

3056079 305754 
romonadales; Suc 


ref 
loce 


NR_026466.1 
lla palustri 
ref |NR_026463.1 
Rhizobium/Agrobac 
ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref |NR_026446.1 


ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026431.1 
123738 312518 
obiales; Hyphomi 


Ww 


Rhiz 
ref |NR_026429.1 
126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


w 


Rhizobi 


sequenc 
Rhizob 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 
6 Clostridium 
stridium. 
Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 
bacterineae; 
219846884 
quence 

eria; Ae 


e; Gordonia. 
Succinivibrio 

1 Succinivibrio 

cinivibrionaceae; 


Methylocella palustris 
s Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Natronincola 

0 Natronincola 

Natronincola. 

Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Aquamicrobium defluvii 
defluvii Bacteria; 
um. 

Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Mesorhizobium 


ref|NR_026426.1 
3131100 313253 


6 Mesorhizobium 


plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Mesorhizobium. 


240818 Bacteria_16S 3138265 3138220 1 46 gi|219846830|ref|NR_026422.1| Sulfurospirillum 
deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Campylobacteraceae; Sulfurospirillum. 
240818 Bacteria_16S 3154989 3154936 1 54 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
240818 Bacteria_16S 3156582 3156529 1 54 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
240818 Bacteria_16S 3177854 3177801 1 54 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 


strain DSM 11363 
Proteobacteria; 

240818 Bacteria_16S 
strain M408/89/1 


3202251 3202198 1 


54 


gi 


16S ribosomal RNA, partial sequence 3176631 31781 
Gammaproteobacteria; Pseudomonadales; P 


Pseudomon 


ref |NR_026379.1 


59 Pseudomonas graminis Bacteria; 
seudomonadaceae; 
219846787 
16S ribosomal RNA, partial sequence 3201064 32024 


as. 
Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

240818 Bacteria_16S 3233937 3233888 1 50 gi| 219846765 |ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

240818 Bacteria_16S 3240111 3240058 1 54 gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

240818 Bacteria_16S 3249166 3249113 1 54 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 3264093 3264024 1 69 gi|219846745|ref|NR_026337.1| Pedomicrobium 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 


australicum Bacte 
240818 Bacteria_16S 
DSM 
Firmicutes; Clost 
240818 Bacteria_16S 
strain DSM 10365 
Firmicutes; Clost 
240818 Bacteria_16S 
autotrophicus str 
Bacteria; Proteob 
240818 Bacteria_16S 


3265612 3265559 1 


ridia; Clostridiales; 
3286847 3286794 1 


ridia; Clostridiales; 
3308300 3308247 1 


3309762 3309709 1 


54 


10228 16S ribosomal RNA, partial sequence 


54 


54 


54 


strain 301 16S ribosomal RNA, partial sequence 


240818 Bacteria_16S 
strain Z-7491 16S 
Spirochaetes; Spi 
240818 Bacteria_16S 
strain DSM 44140 


3317310 3317257 1 
rochaetales; 


3321860 3321807 1 


240818 Bacteria_16S 
strain DSM 44183 


3337024 33369711 


240818 Bacteria_16S 
parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; Mycobacterium. 

240818 Bacteria_16S 3340045 3339992 1 
austroafricanum s 


3338533 3338480 1 


Mycobacteriaceae; Mycobacterium. 
240818 Bacteria_16S 3375201 3375148 1 
strain DSM 5156 1 
Firmicutes; Clostridia; Halanaerobiales; 
240818 Bacteria_16S 3381333 3381280 1 
strain DSM 44015 16S ribosomal RNA, 
Bacteria; Actinob 
240818 Bacteria_16S 
rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas. 
240818 Bacteria_16S 


3420616 3420523 1 


3423578 3423485 1 


54 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


54 


54 


54 


54 


54 


54 


93 


93 


ria; Proteobacteria; Alphaproteobacter 


gi 


gi 


gi 


ain 7c 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


gi 


gi 


gi 


gi 


gi 


ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


gi 


train ATCC 33464 16S ribosomal RNA, pa 
austroafricanum Bacteria; Actinobacteria; Actinobacterida 


gi 


gi 


complete sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


gi 


ia 


cl 


cl 


le 


al 


re 


ce 


al 


en 
na 


219846744 
3264433 32658 
Clostridiaceae; 
219846730 
16S ribosomal RNA, partial sequence 3285670 32871 
Clostridiaceae; 
219846716 


219846715 
3308619 33100 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthob 
219846709 
3316113 33175 
Spirochaet 
219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
219846693 


219846692 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 
Halobacteroida 
219846662 


219846631 


iale 
ref 


; Rhizob Ss; Hyphomicr 


NR_026336.1 


ostridium. 

ref |NR_026322.1 
ostridium. 
ref|NR_026308.1 
ce 3307157 3308568 Xantho 
s; Xanthobacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacte 
ref |NR_026301.1 


acterace 


a. 
ref |NR_026297.1 
bacterineae; Gordoniacea 
ref |NR_026286.1 
03 Mycobacterium 
bacterineae; Mycobacteri 
ref |NR_026285.1 
sequence 3337354 333881 
Actinomycetales; Coryne 


ref|NR_026284.1 
ial sequence 333886 
e; Actinomycetales; Cory 


ref|NR_026259.1 
ia. 
ref|NR_026254.1 
3380149 3381618 Gordon 
Corynebacterineae; G 


ae; Oren 


es; 


obiaceae; Pedomicrobium. 
Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 
Kis 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 

3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


nebacterineae; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ce 34194 
dales; P 


219846629 


ref|NR_026221.1 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


240818 Bacteria_16S 


acetireducens strain DSM 10703 16S ribosomal RNA, partial 
acetireducens Bacteria; 


240818 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 
240818 Bacteria_16S 


strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


Firmicutes; 
240818 Bacteria_16S 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


Firmicutes; 
240818 Bacteria_16S 


homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequen 
homopropionicum Bacteria; 


240818 Bacteria_16S 


DSM 316 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridia; 
240818 Bacteria_16S 


strain DSM 286 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
240818 Bacteria_16S 


paraputrificum strain ATCC 25780 16S ribosomal RNA, partial seque 
paraputrificum Bacteria; 


240818 Bacteria_16S 
capsulatus strain 
Bacteria; 
240818 Bacteria_16S 
stercorarium subsp. 


Clostridiaceae; 
240818 Bacteria_16S 


strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 
Clostridiaceae; 


Firmicutes; 
240818 Bacteria_16S 


lentocellum strain RHM5 16S ribosomal RNA, partial sequence 35967 
Clostridiales; 


Bacteria; Firmicutes; 
240818 Bacteria_16S 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; S 


Sinorhizobium. 
240818 Bacteria_16S 
hiberniae strain 


Mycobacteriaceae; 
240818 Bacteria_16S 


Clostridia; 


Clostridia; 


Clostridiales; 


Clostridia; 


Clostridia; 


3483630 3483577 1 


Firmicutes; 
3492917 3492864 1 


3501845 3501792 1 


Clostridiales; 
3529209 3529156 1 


Clostridiales; 
3530704 3530651 1 


Firmicutes; 
3532236 3532183 1 
3533682 3533629 1 


Clostridiales; 
3550762 3550709 1 


Firmicutes; 
3578049 3577996 1 


216 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


3582532 3582479 1 


3593368 35933151 


Clostridiales; 


3597971 3597890 1 


3604148 3604095 1 


3608694 3608641 1 


3616266 3616213 1 


54 


Clostridia; 


54 


ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


54 


54 


54 


Clostridia; 


54 


54 


Clostridiaceae; 


54 


Clostridia; 


54 


54 


thermolacticum strain TX41 16S ribosomal RNA, 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 
Clostridium. 


54 


81 


54 


54 


ATCC 9874 16S ribosomal RNA, partial sequence 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


54 


strain 1066 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


240818 Bacteria_16S 
komossense strain 


Mycobacterium. 
240818 Bacteria_16S 
subsp. 


Corynebacterineae; 
240818 Bacteria_16S 


3617777 36177241 


3623406 3623353 1 


3624907 3624854 1 


54 


Ko2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


54 


paratuberculosis strain 5617 16S ribosomal RNA, 
avium subsp. paratuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Mycobacterium 


54 


strain 3015 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


240818 Bacteria_16S 
strain ATCC 35799 


Mycobacterium. 
240818 Bacteria_16S 
strain ATCC 43910 


Mycobacterium. 
240818 Bacteria_16S 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3626452 3626399 1 


3637197 36371441 


3646394 3646341 1 


54 


complete sequence 


54 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


54 


complete sequence 


gi|219846587 

Clostridiales; 
gi|219846581 

sequence 


gi| 219846575 


gi|219846557 


gi| 219846556 


Clostridiales; 
gi|219846555 


3531057 3532455 Sarci 
Sarcina. 


gi|219846554 
3532506 35339 
Sarcina. 
gi|219846543 
Clostridiales; C 

gi|219846524 
35769 


gi|219846521 


gi| 219846513 
Clostridiu 
gi|219846509 
Lachnospiraceae; 

gi| 219846504 


gi|219846500 


gi|219846495 
3615060 36165 


219846494 
36165 
Cory 


gi 


219846490 
partial se 
Actinobac 


gi 


gi|219846489 
3623734 36252 


219846488 
36252 
Cory 


gi 


219846481 
36360 
Cory 


gi 


219846474 


sequenc 
cl 


Actinomycetales; 


Clostridiu 


Brady 


nebacterineae; 


ref|NR_026179.1 
ostridiaceae; 
ref|NR_026173.1 


ref|NR_026167.1 


ref|NR_026149.1 
m. 
ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026147.1 


ref |NR_026146.1 


ref |NR_026135.1 
nce 354957 
lostridiaceae; 
ref|NR_026116.1 


rhizobiaceae; Bl 
ref|NR_026113.1 
partial sequenc 


ref|NR_026105.1 
m. 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


NR_026092.1 
3607525 360892 
ales; Corynebact 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


ref |NR_026082.1 
quence 362222 


avium complex ( 
ref |NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 
M 


ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


ref 


gi 


na maxima Bacteria; 


Clostridia; 


Clostridium 


e 3482431 3483932 Clostridium 
Clostridium. 


Mycobacterium 


3491744 3493209 Mycobacterium 
Corynebacterineae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 
Clostridium. 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 
Sarcina maxima strain 
Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Clostridium 
2 3551038 Clostridium 


Clostridium. 


Blastobacter 


05 3578325 Blastobacter capsulatus 


astobacter. 
Clostridium 

e 3581316 3582832 
Clostridiales; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium 

idium lentocellum 

m. 

Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


teridae; Actinomycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


NR_026066.1 


Rhizobium mongolense 


strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 3646664 Rhizobium mongolense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


240818 Bacteria_ 


strain H152 16S 
Proteobacteria; 


240818 Bacteria_ 


bohemicum strain 
bohemicum Bacter 
Mycobacteriaceae 


240818 Bacteria_ 


strain ATCC 1571 
Bacteria; Proteo 


240818 Bacteria_ 


strain EN 101 16 
Proteobacteria; 


240818 Bacteria_ 


wasabiae strain 
Bacteria; Proteo 


240818 Bacteria_ 


betavasculorum s 
betavasculorum B 
Pectobacterium. 


240818 Bacteria_ 


strain 1846 16S 
Proteobacteria; 


240818 Bacteria_ 


strain CNS 2-75 
Proteobacteria; 


240818 Bacteria_ 


porcinus strain 
Bacteria; Proteo 


240818 Bacteria_ 


strain Pasteur I 
Firmicutes; Clos 


240818 Bacteria_ 


strain 2585 16S 
Firmicutes; Clos 


240818 Bacteria_ 


hassiacum strain 
Bacteria; Actino 
Mycobacterium. 


240818 Bacteria_ 


thermocisternum 
thermocisternum 


240818 Bacteria_ 


strain UPM-Ca7 1 
Proteobacteria; 


240818 Bacteria_ 


hominis strain 6 
Bacteria; Proteo 


240818 Bacteria_ 


cryaerophilus st 
cryaerophilus Ba 
Arcobacter. 


240818 Bacteria_ 


strain RT4. 
Firmicutes; 


Bl 1 
Clos 


240818 Bacteria_ 


strain F9251 16S 
Proteobacteria; 


240818 Bacteria_ 


oligotrophica st 
oligotrophica Ba 


240818 Bacteria_ 


strain Hk501 16S 
Spirochaetes; Sp 


240818 Bacteria_ 
Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; 


240818 Bacteria_ 


strain BN 126 16 


16S 3657049 3656996 1 54 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Rhizo 
16S 3664790 3664737 1 54 gi 
DSM 44277 16S ribosomal RNA, partial s 


gi 


i 
Mycobacterium. 

16S 3667863 3667770 1 93 gi 
2 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Enteroba 
16S 3670875 3670782 1 93 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 3672383 3672290 1 93 gi 
SR91 16S ribosomal RNA, partial sequenc 
bacteria; Gammaproteobacteria; Enteroba 
16S 3673891 3673798 1 93 gi 
train ATCC 43762 16S ribosomal RNA, par 
acteria; Proteobacteria; Gammaproteobac 


’ 


16S 3675396 3675303 1 93 

ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 3684473 3684420 1 54 gi 
1 
Alphaproteobacteria; Rhizobiales; Bruce 
16S 3696581 3696488 1 93 gi 
NM319 16S ribosomal RNA, partial sequen 
bacteria; Gammaproteobacteria; Pasteure 
16S 3711627 37115741 54 gi 
II 16S ribosomal RNA, partial sequence 

tridia; Clostridiales; Clostridiaceae; 

16S 3720597 3720544 1 54 gi 
ribosomal RNA, complete sequence 
tridia; Clostridiales; Clostridiaceae; 

16S 3722137 3722084 1 54 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


b 


16S 3765248 3765195 1 54 gi 
strain ST90 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clost 
16S 3801305 3801252 1 54 gi 
6S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Phyll 
16S 3828879 3828826 1 54 gi 
573 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Cardioba 
16S 3871143 3871098 1 46 gi 
ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


ir 
c 
16S 3880411 3880330 1 
6S ribosomal RNA, 
tridia; Clostridiales; Clostridiaceae; 
16S 3894383 38943301 54 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Barto 
16S 3912703 3912650 1 54 gi 
rain S58 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Alphaproteobact 
16S 3915627 3915578 1 50 gi 
ribosomal RNA, partial sequence 
irochaetales; 
16S 


81 gi 


3917043 3916994 1 50 gi 
Spirochaetaceae; Borrelia; Borrelia bur 
16S 3941236 3941183 1 54 gi 


S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


240818 Bacteria_ 


16S 3968013 3967960 1 54 gi 


3655877 36573 


a; Actinobacteria; Actinobacteridae; Act 


3669690 36711 


3674212 36756 


6S ribosomal RNA, partial sequence 3683303 36847 


3719395 37209 


3800153 38015 


complete sequence 3879197 38807 


3893217 38946 


3914434 39158 
Spirochaetaceae; Borrelia; 


3915851 3917216 Borre 


3940082 39414 


219846467 


biaceae; R 
219846462 
equence 

inomycet 


219846459 

36666 

cteriales; 
219846457 


Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


219846454 


Enterobac 
219846448 


llaceae; O 
219846439 
ce 36953 
llales; Pa 
219846429 
37104 
Clostridiu 
219846422 


Clostridiu 
219846420 
ce 37209 
ales; Cory 
219846388 
sequence 

ridiales; 

219846362 


obacteriac 
219846344 
38276 
cteriales; 
219846315 
sequence 
cteria; Ca 


219846309 


Caloramato 
219846299 


nellaceae; 
219846286 
uence 

eria; Rhiz 
219846284 


; Borrelia 
219846283 


gdorferi g 
219846265 


biaceae; A 


ref|NR_026059.1 
hizobium/Agrobac 
ref|NR_026054.1 

3663577 366509 
ales; Corynebact 


v 


ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 
ref|NR_026045.1 
teriaceae; Panto 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref|NR_026020.1 
25 3711931 Clostr 
m. 
ref |NR_026013.1 
m. 
ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_025905.1 

3869930 387139 


mpylobacterales; 


ref|NR_025899.1 
r. 
ref|NR_025889.1 
Bartonella. 
ref|NR_025876.1 
3911550 391285 
obiales; Bradyrh 
ref|NR_025874.1 


bur 
ref 
lia 
roup 
ref 


gdorferi gro 
NR_025873.1 
turdi Bacter 


NR_025855.1 


fifella. 


219846247 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Mycobacterium 

2 Mycobacterium 

erineae; 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Mesorhizobium ciceri 
ciceri Bacteria; 
um. 
Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Arcobacter 
1 Arcobacter 
Campylobacteraceae; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


ref |NR_025837.1 


Mesorhizobium loti 


strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


240818 Bacteria_16S 
strain gal 1261 1 


Marinobacter. 


240818 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 


Marinobacter. 


240818 Bacteria_16S 
alimentarius stra 
alimentarius Bact 
Psychrobacter. 

240818 Bacteria_16S 
aquimaris strain 
Proteob 
240818 Bacteria_16S 
cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 
240818 Bacteria_16S 
maritimus strain 
Proteob 
240818 Bacteria_16S 
nebraskense strai 
nebraskense Bacte 
Mycobacteriaceae; 
240818 Bacteria_16S 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 
240818 Bacteria_16S 
phenolicus strain 
phenolicus Bacter 
240818 Bacteria_16S 
strain TABS-2 16S 
Tenericutes; Moll 
240818 Bacteria_16S 
strain KMM 3809 1 
Proteobacteria; 
240818 Bacteria_16S 
lipolyticus strai 
lipolyticus Bacte 


Bacteria; 


Bacteria; 


Marinobacter. 


240818 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacte 
240818 Bacteria_16S 
nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 
240818 Bacteria_16S 
thermautotrophica 
thermautotrophica 
Carboxydoc 
240818 Bacteria_16S 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 


Sedis; 


G 


3980909 3980856 1 54 gi 


3995797 3995728 1 69 
ribosomal RNA, partial sequence 


gi 
Sphingomonadales; Er 
3997288 3997219 1 69 gi 
SW-135 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Alphaproteobacteria; 


3998782 3998713 1 69 gi 
n SW-132 16S ribosomal RNA, partial sequ 
ria; Proteobacteria; Alphaproteobacteria 


4019839 4019786 1 54 gi 
SW-156 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteria; 


4021384 40213311 54 gi 
SW-145 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteria; 


4022928 4022835 1 93 gi 
in JG-100 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacteri 


4036659 4036590 1 69 gi 
SW-110 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingomon 
4039637 4039584 1 54 gi 
LTA-388 16S ribosomal RNA, partial sequ 


TF-17 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromona 
4063682 4063629 1 54 gi 
n UNMC-MY1349 16S ribosomal RNA, complet 


Mycobacterium. 
4074289 4074236 1 54 gi 
strain HSC68 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacterid 
Mycobacterium. 
4078876 4078823 1 
LR7.2 16S ribosomal RNA, complete seque 
ia; Firmicutes; Clostridia; Clostridiale 
4150462 4150409 1 54 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4170359 4170306 1 


54 gi 


Spiroplasmata 
54 gi 


ammaproteobacteria; Alteromonadales; Alt 
4191818 41917651 54 gi 
n SM-19 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Gammaproteobacteria 


4196342 4196289 1 54 gi 
n JC2044 16S ribosomal RNA, partial sequ 
ria; Proteobacteria; Gammaproteobacteria 
4206802 4206749 1 54 gi 
train ALEN 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteobact 


4208307 4208254 1 54 gi 
strain 41 16S ribosomal RNA, partial se 
Bacteria; Firmicutes; Clostridia; Clost 
ella. 


219846238 
6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
240818 Bacteria_16S 
strain SW-161 16S 
Proteobacteria; Alphaproteobacteria; 
240818 Bacteria_16S 
seohaensis strain 
seohaensis Bacter 
Erythrobacter. 
240818 Bacteria_16S 
donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 
240818 Bacteria_16S 
daepoensis strain 
daepoensis Bacter 


219846226 


219846210 


219846209 


219846208 


219846199 
ce 4035507 4036950 Erythr 


219846197 


219846177 
e sequence 4062487 406399 
ria; Actinobacteria; Actinobacteridae; Actinomycetal 


219846170 


219846167 


219846114 


4149264 4150768 Spiroplasma helicoides Bacteria; 


219846100 
6S ribosomal RNA, partial sequence 4169129 41706 


219846078 


219846071 


219846070 


ref 


ref 


ref 
nce 


ref 
ence 


ref 
nce 


ref 
nce 


ref 
uence 
a; Pseudomon 


ref 


adales; Eryt 
ref 


ence 


ia; Actinobacteria; Actinobacteridae; Actinomycetale 
Mycobacterium. 
4057630 4057577 1 54 gi|219846182|ref 


dales; Alter 


ref 


ref 
sequence 
ae; Actinomy 


ref 
nce 
s; Peptococc 
ref 


Spirop 
ref 


ceae; 


ref 


rs 


nce 


ref 


rs 


ence 
; Oceanospir 
ref 
sequence 
eria; Chroma 


ref 
quence 


ridiales; Cl 


4211338 42112851 54 


gi 


219846068 


ref 


85 Erythrobacter 


3996136 399757 
Sphingomonadales; 


3997630 399906 
; Sphingomonadales; 


4018632 402012 
Alteromonadales; 


4020178 402167 
Alteromonadales; 


4021723 402321 


4038441 403994 


e 4056429 4057918 Microb 


4073095 407456 


4077655 407918 


64 Marinobacter 
eromonadaceae; 
219846081 = 
190616 419208 
; Alteromonadales; 


195136 419657 


4205616 420703 


4207086 420854 


NR_025828.1 


NR_025818.1 


Erythr 
NR_025817.1 


Eryth 


NR_025816.1 
Eryt 
NR_025800.1 
Altero: 
NR_025799.1 
Altero: 
NR_025798.1 
adales; Mora 


NR_025789.1 


hrobacterace 
NR_025787.1 


s; Corynebac 


NR_025772.1 


omonadaceae 
NR_025767.1 


es; Coryneba 
NR_025760.1 
cetales; Cor 


NR_025757.1 


aceae; Crypt 
NR_025704.1 


lasma. 
NR_025690.1 


Marinobac 
NR_025671.1 


Alter 
NR_025668.1 


illales; Hah 
NR_025661.1 


tiales; Ecto 


NR_025660.1 


ostridiales 


NR_025658.1 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
aceae; Rhizobium/Agrobac 
219846228 
3994645 39960 
ythrobacteraceae; 
219846227 


terium group; Rhizobium. 
Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 
Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Mycobacterium 

7 Mycobacterium 

terineae; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Mycobacterium 
2 Mycobacterium 

cterineae; 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Spiroplasma helicoides 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Marinobacter 

8 Marinobacter 

omonadaceae; 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Saccharothrix 


4210162 4211590 Saccharothrix 


algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 


Saccharothrix. 


240818 Bacteria_16S 4223558 4223505 1 54 gi|219846056|ref|NR_025646.1 
strain 34633 16S ribosomal RNA, partial sequence 4222451 42238 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
240818 Bacteria_16S 4234144 42340911 54 gi|219846046|ref|NR_025636.1 


strain M175 16S r 


ibosomal RNA, partial sequence 


4232932 42344 


22 Mycobacterium 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Mycobacterium shottsii 
shottsii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
240818 Bacteria_16S 22335 22287 4 52 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

240818 Bacteria_16S 70856 70808 4 52 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

240818 Bacteria_16S 151278 151226 1 53 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 


Firmicutes; 


Clost 
240818 Bacteria_16S 


strain TMAO3 16S 


Firmicutes; 


Hl 
Clostridia; 


Bacteria; 


jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsu 
Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
1164961 1164913 4 52 gi| 228720667 |ref|NR_027596.1 


Bacteria; 


Clost 
240818 Bacteria_16S 
16S ribosomal 
Clost 
240818 Bacteria_16S 


Firmicutes; 
240818 Bacteria_16S 

DSM 20544 16S ribosomal RNA, partial sequence 
Firmicutes; 
240818 Bacteria_16S 

strain S-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
240818 Bacteria_16S 


strain ATCC 35185 


Bacteria; 


Firmicutes; 
240818 Bacteria_16S 

vibrioides strain 
vibrioides Bacter 
240818 Bacteria_16S 


strain DSM 2875 1 


Firmicutes; 


Clost 
240818 Bacteria_16S 


strain DSM 5090 1 


Firmicutes; 


Clost 
240818 Bacteria_16S 


strain DSM 3132 1 


Firmicutes; 


Clost 
240818 Bacteria_16S 
burkinensis strain DSM 6283 16S ribosomal RNA, partial 


burkinensis Bacte 


240818 Bacteria_16S 


ridiales; Veillonellaceae; 
765623 765575 4 


Sporomusa. 
52 gi 


Clostridia; 
1414221 1414169 27 78 gi 
Sphingomonadales; 
1524980 1524932 4 52 gi 
16S ribosomal RNA, partial sequence 
Clostridia; 
1880836 1880788 4 
FKBS1 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; 
1882416 1882368 4 


52 gi 
Clostridia 
52 gi 
ridia; Clostridiales; Veillonellaceae; 
1883992 1883944 4 52 gi 


s 


ridia; Clostridiales; Veillonellaceae; 


1885572 1885524 4 52 gi 


s 


ridia; Clostridiales; Veillonellaceae; S 


2049971 2049923 4 52 gi 


Clostridial 


61 gi 


Firmicutes; Clostridia; 
2186719 2186659 1 


ria; 


viridans strain MPL-11 16S ribosomal RNA, partial sequenc 


Bacteria; 


Firmicutes; 
240818 Bacteria_16S 


acidaminophila st 


acidaminophila Bacteria; 
240818 Bacteria_16S 


strain DG-1 
Firmicutes; 


240818 Bacteria_16S 


16S r 
Clost 


strain 2917B 16S 


Firmicutes; 


240818 Bacteria_16S 


Bacil 


strain ATCC 10379 


Bacteria; 


Firmicutes; Bacillales; Bacillales Family XI. 
240818 Bacteria_16S 


antarctica strain 


Bacteria; 


Proteob 


Pseudoalteromonas 


240818 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


240818 Bacteria_16S 


Lactobacillales; Carnobacteriaceae; 
2566982 2566934 4 52 gi 
rain DSM 3853 16S ribosomal RNA, parti 
Firmicutes; Clostridia; Clostr 
3203711 3203663 4 52 gi 
ibosomal RNA, partial sequence 
ridia; 


al 


Clostridiales; Veillonellaceae; § 
3872675 3872595 1 80 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3874262 3874182 1 80 gi 


16S ribosomal RNA, partial sequence 


Se 


ap 
82705 82622 1 83 gi 
NF3 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromona 
107211 107148 1 63 gi 
Z-7288 16S ribosomal RNA, partial seque 
ia; Firmicutes; Clostridia; Halanaerobia 
128596 128513 1 83 gi 


espejiana strain 261 16S ribosomal RNA, partial sequence 


265678536 


1163739 11652 
Clostridiales; Veillonellaceae; 
224581449 
1413085 14145 
Sphingomon 
219857527 


Clostridiales; Veillone 
219878279 
complete seque 
le 
219878278 
6S ribosomal RNA, partial sequence 1881182 18827 


219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878276 
6S ribosomal RNA, partial sequence 1884339 18858 


219878159 
se 


219857608 


219857290 


id 
219846786 
3202501 32039 


219846314 
3871442 38729 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
549731 549683 4 52 gi| 265678686 |ref 
ribosomal RNA, partial sequence 548509 55004 


ref 


ref 


adac 
ref 
15237 
llaceae; Sel 
ref 
nce 
S; 


Veillonel 


ref 


poromusa. 
ref 


poromusa. 
ref 


poromusa. 
ref 
quence 
es; Veillone 
ref 
21855 
Carnobacter 


ref 


e 


sequenc 
iales; Veill 
ref 


ref 


poromusa 


dis; Gemella 


219846313 


265679009 


265678991 


265678977 


ref 

38730 
ncertae Sedi 
ref 
81499 


dales; P 


ref 
nce 
les; 


Halobac 


ref 


42 1525238 Se 


1879598 18 


05 Sporomusa 


88 Sporomusa 


2048758 20502 


17 2186981 Carnob 


e 2565759 25672 


28 3874564 Gemel 


83011 
seudoalteromonad 


106000 10747 


NR_028991.1 


ridia; Clostridiales; Veillonellaceae; Sporomusa. 
643856 643808 4 52 gi|265678622|ref|NR_028927.1 
RNA, partial sequence 642624 644123 Sporomusa ovata Bacte 


NR_028840.1 


suokella. 
NR_027233.1 


eae; 
NR_025115.1 


enomonas. 
NR_025418.1 
8113 
laceae; 
NR_025417.1 


NR_025416.1 


NR_025415.1 


NR_025298.1 
6 
llaceae; An 
NR_025197.1 


ium. 
NR_024921.1 
8 
onellaceae; 
NR_026378.1 


NR_025904.1 


NR_025903.1 
1 
Ss; Gemella. 
NR_029317.1 
Pseudo 


NR_029299.1 
1 


teroidaceae; 


leno: 


Prop 


a 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Sporomusa ovata strain 
ria; Firmicutes; 


Mitsuokella 


okella jalaludinii 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 
Mit 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 
Sphingo 


bium. 
Selenomonas sputigena 
monas sputigena 


Propionispora 
1 Propionispora 
ionispora. 

Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Carnobacterium 
acterium viridans 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 


NR_029285.1 


Pseudoalteromonas 


127409 128819 Pseudoalteromonas espejiana 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
240818 Bacteria_16S 
strain Benl02 16S 


250964 250921 27 69 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


240818 Bacteria_16S 320342 320263 3 81 
strain J233 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


240818 Bacteria_16S 364388 364321 1 67 
lituiforme strain 
Bacteria; 
240818 Bacteria_16S 
aerosaccus strain 
Bacteria; 


240818 Bacteria_16S 


528392 528341 1 52 


548158 548075 1 83 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, part 


mariniglutinosa Bacteria; 
Pseudoalteromonas. 
240818 Bacteria_16S 571137 571086 1 52 
strain K 1/K2 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; 
240818 Bacteria_16S 684478 684427 1 52 
strain CK74 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
240818 Bacteria_16S 731528 731445 1 
silvestris strain 
silvestris Bacteria; 
240818 Bacteria_16S 
elyakovii strain 


Proteobacteria; 


83 


Firmicutes; Bacillales; 


938299 938216 1 83 


Pseudoalteromonas. 
240818 Bacteria_16S 993854 993775 1 
Sapovorans strain OM 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
240818 Bacteria_16S 1063916 1063865 1 52 


79 


gi 


265678895 


249819 25124 


gi 


265678847 


319228 32064 


gi 


gi 


G 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


gi 


Clostridiaceae; 


265678812 


FaiI3 16S ribosomal RNA, partial sequence 36326 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 


265678700 
52719 


265678687 


hodobacteraceae; 


Caulobacteraceae; 


Moraxellaceae; 


ial sequence 546976 54845 
Gammaproteobacteria; Alteromonadales; 


ref|NR_029203.1| Amaricoccus veronensis 
9 Amaricoccus veronensis Bacteria; 
Amaricoccus. 

ref|NR_029152.1| Acholeplasma palmae 

0 Acholeplasma palmae Bacteria; 


ref|NR_029117.1| Phenylobacterium 

4 364685 Phenylobacterium lituiforme 
Phenylobacterium. 
ref|NR_029005.1] Enhydrobacter 

2 528675 Enhydrobacter aerosaccus 
Enhydrobacter. 
NR_028992.1| Pseudoalteromonas 

8 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref 


gi|265678672|ref|NR_028977.1| Pedobacter africanus 
569932 571421 Pedobacter africanus Bacteria; 
Sphingobacteriaceae; Pedobacter. 
gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
683287 684723 Clostridium acidisoli Bacteria; 
Clostridium. 

gi|265678561|ref|NR_028865.1| Solibacillus 

730321 731827 Solibacillus 


gi 


gi 


complete sequence 
Syntrophomonadac 


gi 


HR3-23 16S ribosomal RNA, partial sequence 
Planococcaceae; 


265678420 


KMM 162 16S ribosomal RNA, partial sequence 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; 


265678382 
99261 


265678335 


acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 


acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 


240818 Bacteria_16S 1177120 1177045 1 

DSM 16795 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
240818 Bacteria_16S 1199782 11997311 52 
DSM 18053 16S ribosomal RNA, partial sequence 
Bacteria; Bacteroidetes; Sphingobacteria; 
240818 Bacteria_16S 1647864 1647813 1 
strain DSM 5901 1 


75 


52 


gi 


228718376 


1175949 11773 


gi 


Clostridiaceae; 


228715480 


1198618 12000 


Sphingobacteriales; 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


240818 Bacteria_16S 1649361 1649310 1 52 


gi 


219878444 


6S ribosomal RNA, partial sequence 1646706 16481 
Acetobacteraceae; 


219878443 


DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stell 


Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


240818 Bacteria_16S 1685960 1685905 1 56 
strain 4-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
240818 Bacteria_16S 1716573 1716522 1 52 
strain AJ2502 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; 
240818 Bacteria_16S 1719649 1719598 1 52 
strain A37 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; 
240818 Bacteria_16S 1754667 1754584 1 83 


agarivorans strain KMM 255 16S ribosomal RNA, partial s 


agarivorans Bacteria; 
Pseudoalteromonas. 
240818 Bacteria_16S 1836592 1836529 4 66 
denitrificans strain Chol-1S 16S ribosomal RNA, 
denitrificans Bacteria; Proteobacteria; 
Sterolibacterium. 
240818 Bacteria_16S 
strain LUH4616 16 
Proteobacteria; 
240818 Bacteria_16S 


Proteobacteria; 


1873219 1873168 1 52 
S ribosomal RNA, partial sequence 


1888666 1888615 1 52 


gi 


Stella. 
219878418 


1684753 16861 


gi 


219878397 


1715372 17168 


Sphingobacteriaceae; 


gi 


219878395 


1718445 17199 


Sphingobacteriaceae; 


gi 


Gammaproteobacteria; 


gi 


complete 
Betaproteobacteria; 


gi 


219878370 
equence 


219878311 
sequence 


219878286 


1872026 18734 


gi 


Gammaproteobacteria; Pseudomonadales; Moraxellace 


219878273 


schindleri strain LUH5832 16S ribosomal RNA, partial sequence 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


Solibacillus. 


Alteromonadales; 


Flexibacteraceae; 


Alteromonadales; 


Rhodocyclales; 


NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 
Pseudoalteromonadaceae; 


foe) 


ref|NR_028684.1| Syntrophomonas 

4 994134 Syntrophomonas sapovorans 
eae; Syntrophomonas. 

ref |NR_028637.1| Alicyclobacillus 
1062699 1064231 Alicyclobacillus 
Alicyclobacillus. 
ref|NR_027573.1| Clostridium 
77 Clostridium bartlettii DSM 
Clostridium. 
ref |NR_027533.1| Dyadobacter 
10 Dyadobacter fermentans DSM 
Dyadobacter. 
ref|NR_025583.1] Stella vacuolata 
52 Stella vacuolata Bacteria; 
Stella. 
ref|NR_025582.1| Stella humosa strain 
a humosa Bacteria; Proteobacteria; 


bartlettii 
16795 


fermentans 
18053 


ref|NR_025557.1| Bacillus aeolius 
55 Bacillus aeolius Bacteria; 


ref|NR_025536.1| Pedobacter piscium 

65 Pedobacter piscium Bacteria; 

Pedobacter. 

ref|NR_025534.1| Pedobacter cryoconitis 

39 Pedobacter cryoconitis Bacteria; 

Pedobacter. 

ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 

Pseudoalteromonadaceae; 


ref|NR_025450.1| Sterolibacterium 
1835368 1836898 Sterolibacterium 
Rhodocyclaceae; 


ref|NR_025425.1| Acinetobacter parvus 

90 Acinetobacter parvus Bacteria; 

ae; Acinetobacter. 

ref|NR_025412.1| Acinetobacter 
1887472 1888937 Acinetobacter 


240818 Bacteria_16S 
strain LUH 3792Ty 
Proteob 
240818 Bacteria_16S 
doebereinerae str 


Bacteria; 


doebereinerae Bac 
Azospirillum. 


240818 Bacteria_16S 
strain CK58 16S r 
Clost 
240818 Bacteria_16S 


Firmicutes; 
strain YKJ-103 16 


Proteobacteria; 


issachenkonii Bac 
Pseudoalteromonas 


240818 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


240818 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


240818 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


240818 Bacteria_16S 


carrageenovora st 


Pseudoalteromonad 


240818 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


240818 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


240818 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


240818 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; G 


240818 Bacteria_16S 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


240818 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


240818 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


240818 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; Sp 


240818 Bacteria_16S 


aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas 


240818 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; G 


G 
240818 Bacteria_16S 
issachenkonii str 


1914039 1913988 1 52 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1970366 1970315 1 52 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


1973289 1973238 1 52 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2176114 2176063 1 52 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
2273468 2273385 1 83 gi 
ain KMM 3549 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


gi 


cl 


1 


2569964 2569913 1 52 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
3323382 33233311 52 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3422094 34220111 83 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


se 
di 


al 
er 


al 
ri 
3425061 3424978 1 83 gi 
rain ATCC 12662 16S ribosomal RNA, parti 
aceae; Pseudoalteromonas. 

3428020 3427937 1 83 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


eq 


, 


3438002 3437951 1 52 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3439512 3439461 1 52 gi 


en 
na 


ammaproteobacteria; Pseudomonadales; M 
3441021 3440970 1 52 gi 


or 


ammaproteobacteria; Pseudomonadales; M 
3442531 3442480 1 52 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


or 


e 
ri 


3444040 3443989 1 52 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3585668 3585589 4 82 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3810401 3810306 1 94 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3985436 3985385 1 52 gi 


se 


i 
en 
ne 


se 


hingobacteria; Sphingobacteriales; Fla 
4053153 4053070 1 83 gi 

3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


mm 


nc 
na 
4068231 4068180 1 52 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 


gi 


Coxie 


219878253 


nai 

219878215 
eq 
er 


219878213 
1972100 19735 
ostridiu 
219857616 
2174910 21764 
axellace 
219857551 
sequence 
ia; Alte 


Or 


er 


219857288 


219846704 


219846630 


219846628 


219846626 


219846618 
219846617 
somal RNA, partial sequence 3438312 3439771 Aci 


219846616 
6S ribosomal RNA, partial sequence 3439822 344 


219846615 


219846614 
219846519 
219846356 


3809177 38107 


219846235 
6S ribosomal RNA, partial sequence 3984248 39856 


219846185 


219846174 
4067035 40685 


19128 
dales; 


uence 
ia; 


quence 


ales; Cl 


sequenc 
obactera 


sequenc 
a; Alter 


al seque 


uence 
Alteromo 


ce 343 
dales; 


68 
M 


ne 


axellace 


12 
axellace 
sequen 
a; Pse 


ce 
ud 


quence 


Pseudomo 


ce 35844 
llaceae; 


udomonad 


eovirgac 


e 40519 
dales; P 


llaceae; 


240818 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


4069770 4069719 1 52 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 


gi 


219846173 
4068567 4070048 Aquicella lusitana Bacteria; 
Coxiellaceae; Aquicella. 


Morax 


Rhod 


ref|NR_025392.1 
72 1914310 Acine 
ellaceae; Ac 
ref|NR_025354.1 

1969231 197053 
ospirillales; Rh 
ref|NR_025352.1 
m. 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025139.1 

2272329 227377 
romonadales; Pse 


ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref 
nce 


NR_026220.1 
342386 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref|NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
omonadales; Mora 


ref|NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_025947.1 


acea 
ref 


e; Pseudomon 
NR_025825.1 


eae; Roseivirga 
ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


ref|NR_025764.1 


Aquicella. 


ref 


t 


Acinetobacter ursingii 

obacter ursingii 

inetobacter. 
Azospirillum 

3 Azospirillum 

odospirillaceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Psychrobacter jeotgali 
jeotgali Bacteria; 
r. 

Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Clostridium 
8 Clostridium 
ostridium. 
Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

r. 

Acinetobacter junii 
junii Bacteria; 

ae 

Acinetobacter 

0 Acinetobacter 
xellaceae; 


Acinetobacter 

9 Acinetobacter 

laceae; Acinetobacter. 
Phascolarctobacterium 
larctobacterium faecium 
terium. 

Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


NR_025763.1 


Aquicella lusitana 


240818 Bacteria_16S 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial s 
leptinotarsae Bacteria; Tenericutes; Mollicutes; 
240818 Bacteria_16S 
lampyridicola strain PUP-1 16S ribosomal RNA, partial s 
lampyridicola Bacteria; Tenericutes; Mollicutes; 


240818 Bacteria_16S 


4145777 4145726 1 


4147342 4147275 1 


4148907 4148840 1 


52 


67 


67 


strain M55 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


Pseudoalteromonas. 


240818 Bacteria_16S 
paragorgicola strain KMM 3548 16S ribosomal RNA, partia 
paragorgicola Bacteria; 


Pseudoalteromonas. 


240818 Bacteria_16S 


icutes; 
240818 Bacteria_16S 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 
translucida Bacteria; 


4214419 4214336 1 
Proteobacteria; 
4215974 4215891 1 

Proteobacteria; 
11550 


11500 4 


Entomoplasmatales; 


83 


83 


54 


longreachensis strain 16910a 16S ribosomal RNA, 


longreachensis Bacteria; 


Desulfovibrio. 


240818 Bacteria_16S 20832 20782 4 54 gi|265679050|ref|NR_029358.1 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
Burkholderia; Burkholderia cepacia complex. 

240818 Bacteria_16S 64808 64758 4 54 gi|265679021|ref|NR_029329.1 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbas 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
240818 Bacteria_16S 81224 81158 1 66 gi|265679010|ref|NR_029318.1 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 

Firmicutes; Bacillales; Listeriaceae; Listeria. 

240818 Bacteria_16S 157507 157457 4 54 gi| 265678958 |ref|NR_029266.1 
strain KB740 16S ribosomal RNA, partial sequence 156293 15781 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
240818 Bacteria_16S 191073 190991 1 82 gi|265678936|ref|NR_029244.1 


strain BG8 16S ribosomal RNA, partial sequence 


Proteobacteria; 


240818 Bacteria_16S 
whittenburyi stra 


Methylococcaceae; 


240818 Bacteria_16S 
strain A30 16S ribosomal RNA, partial sequence 


Proteobacteria; 


240818 Bacteria_16S 
equigenitalis strain N480/82 16S ribosomal RNA, partial 
equigenitalis Bacteria; 
240818 Bacteria_16S 


strain C4D1M 16S 
Proteobacteria; 


240818 Bacteria_16S 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 


Bacteria; 


strain P 1-22-1 1 
Proteobacteria; 


240818 Bacteria_16S 


pyrrocinia strain 
Bacteria; 


Proteobacteria; 
complex. 


240818 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


240818 Bacteria_16S 


Proteobacteria; 


gi 


Entomopl 


gi 


Entomopl 


gi 


4147699 41492 
Spiroplasmataceae; 


gi 


Gammaproteobacteria; 


gi 


gi 


complete sequence 
Deltaproteobacteria; 


219846117 
equence 
asmatale 

219846116 
equence 
asmatale 
219846115 


219846065 


219846064 
1 sequence 


265679056 


Ss; 


Ss; 


ref 

4 
s 
ref 

4 
s 
ref 


ref 


4213214 42147 
Alteromonadales; 


ref 


4214764 42162 
Gammaproteobacteria; Alteromo 


ref 


10342 
Desulfo 


144567 41460 


146134 41476 


194093 194011 1 82 gi 


Methylobacter. 


197114 197032 1 82 gi 


206462 206412 4 54 gi 
Proteobacteria; 
235411 235361 4 54 


ribosomal RNA, partial sequence 


gi 


237047 236997 4 54 gi 


238629 238579 4 54 gi 


240176 240126 4 54 gi 


241762 241712 4 54 gi 


249489 249439 4 54 gi 


Bacteria; Proteobacteria; 


256894 256844 4 54 


gi 


189853 19130 
Gammaproteobacteria; Methylococcales; Methylococc 
265678934 
in 1521 of Whittenbury 16S ribosomal RNA, partial se 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


265678932 
195893 19735 
Gammaproteobacteria; Methylococcales; Methylococc 
265678926 
sequence 
Betaproteobacteria; 
265678905 
234235 23583 
Betaproteobacteria; Burkholderiales; Burkholderiaceae 
265678904 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
240818 Bacteria_16S 265678903 
6S ribosomal RNA, partial sequence 237457 23896 
Betaproteobacteria; Burkholderiales; Burkholderiaceae 
265678902 
2327 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
Burkholderia cepacia complex. 
240818 Bacteria_16S 
strain 717 16S ribosomal RNA, partial sequence 


265678901 
240595 24207 
Betaproteobacteria; Burkholderiales; Burkholderiaceae 


265678896 
strain Sgly2 16S ribosomal RNA, partial sequenc 


265678891 


acea 
ref 


ref 


acea 
ref 


Burkholde 


ref 


ref 
23588 
Burkho 
ref 


ref 
23901 
Burkho 


ref 


ref 


ref 


205252 206750 


5 237406 Burkho 


6 Burkholderia 


7 240544 Burkho 


2 Burkholderia 


e 248268 24976 
Betaproteobacteria; Neiss 


NR_025707.1 
8 


NR_025706.1 
4 


NR_025705.1 


lasma. 
NR_025655.1 
1 


NR_025654.1 
6 
nadales; Pse 
NR_029364.1 
11910 
vibrionales; 


e; Methylomi 
NR_029242.1 
quence 


NR_029240.1 


e; Methylomi 
NR_029234.1 


riales; Alca 
NR_029213.1 


; Burkholder 
NR_029212.1 


lderiaceae; 
NR_029211.1 


; Burkholder 
NR_029210.1 


lderiaceae; 
NR_029209.1 
; Burkholder 
NR_029204.1 


8 
eriales; Nei 


piroplasmataceae; 


piroplasmataceae; 


Spiroplasma 
3 Spiroplasma 
Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 
Spirop 


Pseudoalteromonas 
3 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Burkholderia 
Burkholderia 
lderiaceae; 


Herbaspirillum 


Herbaspirillum. 
Listeria innocua 


Listeria innocua Bacteria; 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


crobium. 
Taylorella 
Taylorella 


eis 

Burkholderia 
lderia phenazinium 
Burkholderia. 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Microvirgula 
Microvirgula 
sseriaceae; 


Burkholderia 


NR_029199.1 


xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


pirillum seropedicae 


Methylomicrobium album 
6 Methylomicrobium album Bacteria; 


Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 


ligenaceae; Taylorella. 
Burkholderia graminis 
4 Burkholderia graminis Bacteria; 


Burkholderia glumae 
glumae Bacteria; 


Burkholderia cepacia 
cepacia Bacteria; 
ia; Burkholderia cepacia 


240818 Bacteria_ 


strain OXB 16S r 
Proteobacteria; 


240818 Bacteria_ 


proteoclasticum 
proteoclasticum 


240818 Bacteria_ 


strain CDC F5101 
Proteobacteria; 


240818 Bacteria_ 


strain B7-43 16S 
Proteobacteria; 


240818 Bacteria_ 


taiwanensis stra 
Bacteria; Proteo 


240818 Bacteria_ 


strain YIM 31530 
Actinobacteria; 


240818 Bacteria_ 


strain R 8118 16 
Proteobacteria; 


240818 Bacteria_ 


australiensis st 
australiensis Ba 
Quatrionicoccus. 


240818 Bacteria_ 


strain K1ll1 16S r 
Proteobacteria; 


240818 Bacteria_ 


variabile strain 
Bacteria; Firmic 


240818 Bacteria_ 


strain Ppe8 16S 
Proteobacteria; 


240818 Bacteria_ 


strain 216 16S r 
Actinobacteria; 
Luteococcus. 


240818 Bacteria_ 


strain NVI 88/47 
Proteobacteria; 


240818 Bacteria_ 


lusitanum strain 
Bacteria; Proteo 


240818 Bacteria_ 


strain 4N13 16S 
Proteobacteria; 


240818 Bacteria_ 


strain 9A01 16S 
Proteobacteria; 


240818 Bacteria_ 


strain 4B02 16S 
Proteobacteria; 


240818 Bacteria_ 


strain AB1110 16 
Proteobacteria; 


240818 Bacteria_ 


strain B2 16S ri 
Proteobacteria; 


240818 Bacteria_ 


respiraculi stra 
respiraculi Bact 


240818 Bacteria_ 


strain S-743 16S 
Tenericutes; Mol 


240818 Bacteria_ 


taiwanensis stra 
taiwanensis Bact 


240818 Bacteria_ 


16S 267394 267344 4 54 
ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Ox 
16S 271902 271820 1 82 gi 
strain B316 16S ribosomal RNA, complete 
Bacteria; Firmicutes; Clostridia; Clost 
16S 290041 289991 4 54 gi 
16S ribosomal RNA, complete sequence 

Betaproteobacteria; Burkholderiales; Al 
16S 362938 362888 4 54 gi 
ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales 
16S 391699 391649 4 54 gi 
in cf 16S ribosomal RNA, partial sequen 
bacteria; Betaproteobacteria; Burkholde 
16S 462567 462525 12 54 gi 


gi 


265678882 


266185 26767 


alobactera 
265678879 
sequence 
ridiales; 
265678867 
28882 
caligenace 
265678813 


361716 36321 


; Desulfov 
265678794 
ce 39048 
riales; Bu 
265678743 


16S ribosomal RNA, partial sequence 461374 46285 


Actinobacteridae; Actinomycetales; Propionibacter 
16S 468588 468538 4 54 gi| 265678739 
S ribosomal RNA, partial sequence 467397 46889 
Betaproteobacteria; Burkholderiales; Burkholderia 
16S 482391 482341 4 54 gi| 265678730 
rain Ben 117 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Betaproteobacteria; Rhodo 
16S 534448 534398 4 54 gi| 265678696 
ibosomal RNA, partial sequence 533233 53475 
Betaproteobacteria; Burkholderiales; Comamonadace 
16S 540547 540497 4 54 gi| 265678692 
BI 114 16S ribosomal RNA, partial sequence 53938 
utes; Clostridia; Clostridiales; Ruminococcaceae; 
16S 589098 589048 4 54 gi| 265678660 
ribosomal RNA, partial sequence 587905 58931 
Betaproteobacteria; Burkholderiales; Burkholderia 
16S 708388 708346 12 54 gi| 265678577 


ibosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Prop 


16S 711471 711377 
8 16S ribosomal RNA, 
Gammaproteobacteria; 
16S 739165 739115 
P6-12 16S ribosomal 


1 94 gi 
partial sequence 

Alteromonadales; M 
4 54 gi 
RNA, complete sequ 


707255 70861 


ionibacter 


265678575 

71023 
oritellace 
265678555 
ence 73794 


bacteria; Betaproteobacteria; Burkholderiales; Ox 
16S 746591 746530 1 63 gi| 265678549 
ribosomal RNA, partial sequence 745469 74679 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
16S 747966 747905 1 63 gi| 265678548 
ribosomal RNA, partial sequence 746844 74816 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
16S 749341 749280 1 63 gi| 265678547 
ribosomal RNA, partial sequence 748219 74954 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
16S 752091 752030 1 63 gi| 265678545 
S ribosomal RNA, partial sequence 750969 75229 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
16S 753466 753405 1 63 gi| 265678544 
bosomal RNA, partial sequence 752344 75366 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
16S 758012 757962 4 54 gi| 265678541 
in AU3313 16S ribosomal RNA, partial sequence 

eria; Proteobacteria; Betaproteobacteria; Burkhol 
16S 781022 780944 3 80 gi| 265678525 


ribosomal RNA, partial sequence 
1 
16S 823837 823787 4 54 gi 
in LMG 19424 16S ribosomal RNA, partial 
eria; Proteobacteria; Betaproteobacteri 
16S 855614 855572 12 54 gi 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678497 
sequence 
a; Burkhol 
265678475 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteria 


ceae; Propionibacterium. 


ref|NR_029188.1| Oxalobacter formigenes 
2 Oxalobacter formigenes Bacteria; 
ceae; Oxalobacter. 
ref|NR_029185.1| Clostridium 

270671 272189 Clostridium 
Lachnospiraceae; Butyrivibrio. 
ref|NR_029173.1| Bordetella holmesii 
4 290348 Bordetella holmesii Bacteria; 
ae; Bordetella. 
ref|NR_029118.1| Desulfovibrio putealis 


3 Desulfovibrio 
ibrionaceae; Des 
ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; Chitinimonas. 
ref|NR_029048.1| Kribbella antibiotica 
4 Kribbella antibiotica Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_029044.1| Burkholderia terricola 
3 Burkholderia terricola Bacteria; 
ceae; Burkholderia. 
ref |NR_029035.1| Quatrionicoccus 

481171 482647 Quatrionicoccus 
cyclales; Rhodocyclaceae; 


putealis Bacteria; 

ulfovibrio. 
Chitinimonas 

imonas taiwanensis 


ref|NR_029001.1| Ottowia thiooxydans 
7 Ottowia thiooxydans Bacteria; 

ae; Ottowia. 
ref|NR_028997.1| Subdoligranulum 

4 540811 Subdoligranulum variabile 
Subdoligranulum. 
ref|NR_028965.1 
0 Burkholderia tropica Bacteria; 

ceae; Burkholderia. 

ref|NR_028882.1| Luteococcus peritonei 
7 Luteococcus peritonei Bacteria; 
ineae; Propionibacteriaceae; 


Burkholderia tropica 


ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_028845.1 
756798 758254 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028829.1| Acholeplasma axanthum 
7 Acholeplasma axanthum Bacteria; 
eplasma. 


Moritella viscosa 
lla viscosa Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 

Acinetobacter tandoii 
tandoii Bacteria; 
co 

Acinetobacter gerneri 
gerneri Bacteria; 
rs 

Acinetobacter bouvetii 
bouvetii Bacteria; 

r. 

Acinetobacter towneri 
towneri Bacteria; 
r. 

Acinetobacter baylyi 
baylyi Bacteria; 
r. 

Cupriavidus 

Cupriavidus 


ref|NR_028800.1| Cupriavidus 

822620 824161 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028778.1| Propionibacterium 


854408 855931 Propionibacterium 


240818 Bacteria_16S 
mexicanus strain 
Bacteria; 
240818 Bacteria_16S 


858758 858708 4 


Proteobacteria; 
874010 873960 4 


54 


54 


strain N-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
240818 Bacteria_16S 
koreensis strain 


882819 882777 12 


54 


gi 


Lupl 16S ribosomal RNA, partial sequen 


Deltaproteobacteria; Desulfov 


gi 


265678473 
ce 85752 
ibrionales 
265678463 


872811 87416 


Betaproteobacteria; Burkholderiales; Bu 


gi 


LM042 16S ribosomal RNA, partial seque 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Catellatospora. 
240818 Bacteria_16S 
strain LMG 18819 
Proteobacteria; 

240818 Bacteria_16S 
strain LMG 18106 
Proteobacteria; 

240818 Bacteria_16S 
strain LMG 16407 
Proteobacteria; 

240818 Bacteria_16S 


893444 893394 4 


894979 894929 4 


896514 896464 4 


932101 932019 1 


54 


54 


54 


82 


gi 


gi 


gi 


gi 


algidixylanolyticum strain SPL73 16S ribosomal RNA, par 


algidixylanolyticum Bacteria; 
240818 Bacteria_16S 970740 970690 4 


Firmicutes; 


54 


Clostridia; 


Cc 
gi 


fructosovorans strain JJ 16S ribosomal RNA, partial seq 
Deltaproteobac 


fructosovorans Bacteria; 
Desulfovibrio. 
240818 Bacteria_16S 985974 985896 4 
strain FC 097-2 16S ribosomal RNA, 


Proteobacteria; 


81 


gi 


rkholderia 
265678456 
nce 88163 
ales; Micr 


265678449 


16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Bu 


rkholderia 
265678448 


16S ribosomal RNA, partial sequence 893783 89526 
Betaproteobacteria; Burkholderiales; Bu 


rkholderia 
265678447 


16S ribosomal RNA, partial sequence 895318 89680 
Betaproteobacteria; Burkholderiales; Bu 


rkholderia 
265678424 
tial seque 
lostridial 
265678397 
uence 
teria; Des 


265678387 


complete sequence 984769 98628 


ref 


7 De 
ref 


ceae 
ref 


omon 


ref 


ceae 
ref 


ceae 
ref 


ceae 
ref 

nce 

es; 
ref 


ulfo 


ref 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 


240818 Bacteria_16S 1003061 1003011 4 


54 


strain S5b2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


240818 Bacteria_16S 1006055 1005973 1 


83 


gi 


265678376 


1001834 10033 


Betaproteobacteria; Rhodocyclales; Rhod 


gi 


peptidolytica strain F12-50-Al 16S ribosomal RNA, parti 
Gammaproteobact 


peptidolytica Bacteria; 
Pseudoalteromonas. 
240818 Bacteria_16S 


Proteobacteria; 


1031821 1031779 12 


54 


gi 


auratinigra strain TT1-11 16S ribosomal RNA, partial se 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 
240818 Bacteria_16S 1036461 1036411 4 


54 


strain 7-2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
240818 Bacteria_16S 
strain LK2-10 16S 


1048741 1048699 12 


Micromonospora. 
240818 Bacteria_16S 
strain DB21MT-5 1 
Proteobacteria; 
240818 Bacteria_16S 


1112002 1111908 1 


1146806 1146756 4 


54 


ribosomal RNA, partial sequence 


94 


Gammaproteobacteria; Alteromonadales; 


54 


strain Ter6 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; 
240818 Bacteria_16S 1180121 1180071 4 
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gi 


M 
gi 
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Ox 
gi 


alobactera 
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94 
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gi 
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54 


gi 


strain CCUG 33897 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Luteococcus. 


240818 Bacteria_16S 1267644 1267594 4 


strain UR/MT95 16S ribosomal RNA, partial sequence 


240818 Bacteria_16S 1280994 1280952 12 


54 


54 
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gi 


cteriales; 
228715722 


1192457 1193978 Borde 


caligenace 
219878368 

12181 
ales; Prop 


219846423 


1266430 12679 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 


alobactera 


gi 


219846091 


ref 


, Az 
ref 


romo 


ref 


etal 


ref 


ceae 
ref 


neae 


ref 


ae; 
ref 


ceae 
ref 

somo 

dace 
ref 


Ent 
ref 
tell 
ae; 
ref 


ioni 


ref 


ceae 
ref 


6 859025 Desulf 


0 883139 Catell 


969528 971049 


5 Acholeplasma 


e 1004861 100630 


1030633 103211 


99 1219566 Luteoc 


NR_028776.1 


sulfovibrion 
NR_028766.1 


; Cupriavidu 
NR_028758.1 


osporineae; 
NR_028751.1 


; Pandoraea. 
NR_028750.1 


; Pandoraea. 
NR_028749.1 


; Pandoraea. 
NR_028726.1 

930884 
Clostridiace 
NR_028699.1 
vibrionales; 


NR_028689.1 


eplasma. 
NR_028678.1 


ovibrio. 
NR_028676.1 


nadales; Pse 
NR_028659.1 
es; Micromon 


NR_028656.1 


; Herbaspiri 
NR_028648.1 


; Micromonos 
NR_028602.1 


Moritella. 
NR_028007.1 


; Collimonas 
NR_027566.1 
nas eutropha 
ae; 
NR_027544.1 


erobacteriac 
NR_027537.1 
a hinzii LMG 
Bordetella. 
NR_025507.1 


bacterineae 
NR_026014.1 


; Massilia. 
NR_025681.1 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 

Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 
Catellatospora 

atospora koreensis 

Micromonosporaceae; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 
Desulfovibrio 

Desulfovibrio 
Desulfovibrionaceae; 


Acholeplasma vituli 


vituli Bacteria; 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Micromonospora 
4 Micromonospora 


osporineae; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Bordetella hinzii LMG 
13501 Bacteria; 


Luteococcus sanguinis 
occus sanguinis 


Propionibacteriaceae; 


Massilia timonae 


23 Massilia timonae Bacteria; 


Aeromicrobium marinum 


1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


240818 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


240818 Bacteria_16S 


strain LM 161 16S 


1283994 1283944 4 54 gi 
etaproteobacteria; Burkholderiales; Bu 
1300554 1300512 12 54 gi 


ribosomal RNA, complete sequence 


219846066 


16S ribosomal RNA, partial sequence 1282800 12842 


rkholderia 
219846779 


1299363 13008 


re 


f 


83 Burkholderia 


ceae 


re 


’ 


Burkholde 
f 


NR_025656.1 


NR_026371.1 


r 


Burkholderia hospita 


hospita Bacteria; 


ia. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
240818 Bacteria_16S 1338851 1338801 4 54 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 
240818 Bacteria_16S 1360119 1360069 4 54 gi|228720024|ref|NR_027587.1| Burkholderia 
thailandensis strain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; pseudomallei group. 
240818 Bacteria_16S 1369209 1369159 4 54 gi|228718692|ref|NR_027575.1| Desulfovibrio 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
240818 Bacteria_16S 1373759 1373709 4 54 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
240818 Bacteria_16S 1376856 1376806 4 54 gi|228717818|ref|NR_027567.1| Polaromonas 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
240818 Bacteria_16S 1378364 1378270 1 94 gi|228717562|ref|NR_027564.1| Teredinibacter 
turnerae strain T7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredinibacter turnerae T7901 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 
Teredinibacter. 
240818 Bacteria_16S 1387345 1387295 4 54 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 
strain STM815 16S ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
240818 Bacteria_16S 1388860 1388810 4 54 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
240818 Bacteria_16S 1424953 1424903 4 54 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
240818 Bacteria_16S 1438896 1438846 4 54 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
240818 Bacteria_16S 1452545 1452503 12 54 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
240818 Bacteria_16S 1457141 1457091 4 54 gi|224581416|ref|NR_027197.1| Achromobacter 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
240818 Bacteria_16S 1459973 1459891 1 82 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 
240818 Bacteria_16S 1466133 1466083 4 54 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
240818 Bacteria_16S 1469143 1469093 4 54 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
240818 Bacteria_16S 1472215 1472165 4 54 gi|224581405|ref|NR_027186.1| Achromobacter 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
240818 Bacteria_16S 1473607 1473557 4 54 gi| 224581402 |ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 
240818 Bacteria_16S 1491954 1491872 1 82 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
240818 Bacteria_16S 1494927 1494885 12 54 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
240818 Bacteria_16S 1532547 1532505 12 54 gi|219857427|ref|NR_025015.1| Micromonospora 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 


1531359 1532864 Micromonospora 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Micromonospora. 
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240818 Bacteria_16S 
norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

240818 Bacteria_16S 1964445 1964395 4 54 gi|219878219|ref|NR_025358.1 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 196474 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hy 
Thiobacillus. 

240818 Bacteria_16S 1965962 1965912 4 54 gi| 219878218 |ref|NR_025357.1 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 196621 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales 
Alcaligenes. 

240818 Bacteria_16S 1971763 1971713 4 54 gi| 219878214 |ref|NR_025353.1 
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ria; Proteobacteria; Betaproteobacteri 
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6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


, 


1970584 197204 


Herbaspirillum 
9 Herbaspirillum 


240818 Bacteria_ 


macestii strain 
Bacteria; Proteo 


240818 Bacteria_ 


strain 58Eu 16S 
Proteobacteria; 
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240818 Bacteria_ 


defragrans strai 
Bacteria; Proteo 
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ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


r 
Cc 


2067059 20 


2068593 20 


2121958 21233 
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Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


Thauera chlorobenzoica 


2497830 2499317 Thauera chlorobenzoica Bacteria; 
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240818 Bacteria_ 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
240818 Bacteria_16S 2646923 2646873 4 54 gi| 219857227 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyc 
240818 Bacteria_16S 2649928 2649878 4 54 gi|219857225 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 26501 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
240818 Bacteria_16S 2651431 2651381 4 54 gi|219857224 
6a3 16S ribosomal RNA, partial sequence 2650247 2651682 Azosp 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 
240818 Bacteria_16S 2652960 2652910 4 54 gi| 219857223 
strain VB32 16S ribosomal RNA, partial sequence 2651733 26532 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
240818 Bacteria_16S 2654446 2654396 4 54 gi| 219857222 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 26546 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
240818 Bacteria_16S 2657362 2657320 12 54 gi| 219857219 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actin 
Nocardioidaceae; Nocardioides. 

240818 Bacteria_16S 2658886 2658844 12 54 gi| 219857218 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioidaceae; Aeromicrobium. 

240818 Bacteria_16S 2660406 2660364 12 54 gi|219857217 
strain ATCC 39419 16S ribosomal RNA, partial sequence 26592 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Kribbella. 

240818 Bacteria_16S 2675428 2675378 4 54 gi| 219857206 
subterraneus strain C55 16S ribosomal RNA, partial sequence 26742 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

240818 Bacteria_16S 2718840 2718790 4 54 gi| 219857176 
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chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Bu 
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ref|NR_024850.1| Azoarcus communis 
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5 Herbaspirillum 
xalobacteraceae; 


ref|NR_024800.1 


Longispora albida 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 


240818 Bacteria_16S 2741439 2741357 1 82 gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

240818 Bacteria_16S 2796791 2796749 12 54 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

240818 Bacteria_16S 2799834 2799792 12 54 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
240818 Bacteria_16S 2802878 2802836 12 54 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
240818 Bacteria_16S 2804399 2804357 12 54 gi|219857114|ref|NR_024742.1| Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
240818 Bacteria_16S 2805921 2805879 12 54 gi|219857113|ref|NR_024741.1]| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

240818 Bacteria_16S 2807443 2807401 12 54 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

240818 Bacteria_16S 2808965 2808923 12 54 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
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3059104 3060594 Thauera selenatis Bacteria; 


240818 Bacteria_16S 3061835 3061785 4 54 gi| 219846881 |ref|NR_026473.1| Thauera 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
240818 Bacteria_16S 3075133 3075083 4 54 gi|219846872|ref|NR_026464.1| Ferribacterium 


limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 

240818 Bacteria_16S 3078186 3078136 4 54 gi|219846870|ref|NR_026462.1| Burkholderia 
caribensis strain MWAP64 16S ribosomal RNA, partial sequence 3076975 3078406 Burkholderia 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
240818 Bacteria_16S 3103754 3103712 12 54 gi|219846853|ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 


Ww 


240818 Bacteria_16S 3114258 3114208 4 54 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
strain DSM 12081 16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

240818 Bacteria_16S 3158163 3158081 1 82 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

240818 Bacteria_16S 3221844 3221794 4 54 gi|219846773|ref|NR_026365.1| Janthinobacterium 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 
240818 Bacteria_16S 3223363 3223313 4 54 gi|219846772|ref|NR_026364.1| Janthinobacterium 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 3222170 3223638 Janthinobacterium 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Janthinobacterium. 
240818 Bacteria_16S 3235461 3235395 1 66 gi|219846764|ref|NR_026356.1| Thermosyntropha 
lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 


240818 Bacteria_16S 3246199 3246133 1 66 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 

240818 Bacteria_16S 3247649 3247599 4 54 gi|219846756|ref|NR_026348.1| Desulfotomaculum 


aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
240818 Bacteria_16S 3270087 3270037 4 54 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 
strain Feox-1 16S ribosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
240818 Bacteria_16S 3299086 3299004 1 82 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain $5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 
240818 Bacteria_16S 3302126 3302044 1 82 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 
240818 Bacteria_16S 3324904 3324862 12 54 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
240818 Bacteria_16S 3326431 3326389 12 54 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
240818 Bacteria_16S 3327952 3327910 12 54 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
240818 Bacteria_16S 3329471 3329429 12 54 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
240818 Bacteria_16S 3332528 3332486 12 54 gi|219846697|ref|NR_026289.1| Pilimelia anulata 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
240818 Bacteria_16S 3334023 3333981 12 54 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
240818 Bacteria_16S 3335517 3335475 12 54 gi| 219846695 |ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
240818 Bacteria_16S 3341558 3341516 12 54 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 
240818 Bacteria_16S 
thailandense DSM 


Dactylosporangium. 
240818 Bacteria_16S 


inositola DSM 43819 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
240818 Bacteria_16S 


aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
240818 Bacteria_16S 


halophytica DSM 43171 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
240818 Bacteria_16S 


coerulea DSM 43143 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
240818 Bacteria_16S 


3343084 3343042 12 


3344604 3344562 12 


3346132 3346090 12 


3347658 3347616 12 


3349184 3349142 12 


3350724 3350674 4 


54 


43158 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


54 


54 


54 


54 


54 


gi|219846689 


gi|219846688 
gi|219846687 
219846686 


gi 


219846685 
33480 


gi 


gi|219846684 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 33510 


240818 Bacteria_16S 


3556939 3556889 4 


54 


strain 106 16S ribosomal RNA, partial sequence 


240818 Bacteria_16S 


aggregatus strain IFAM 1003 16S ribosomal RNA, partial 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; 


240818 Bacteria_16S 


strain Anox B 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


240818 Bacteria_16S 


succiniciproducens strain S411 16S ribosomal RNA, partial 


3579513 3579460 1 


3590308 3590258 4 


3634175 3634125 1 


54 


54 


51 


gi|219846538 
3555718 35572 


219846523 
sequence 


gi 


gi|219846516 
3589120 35906 
Ideonella. 

gi|219846483 


succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; 


Anaerobiospirillum. 
240818 Bacteria_16S 


3713123 3713081 12 


54 


gi|219846428 


auranticolor strain 253 16S ribosomal RNA, partial sequence 37119 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 
240818 Bacteria_16S 


3714584 3714542 12 


54 


gi|219846427 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 


philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 


240818 Bacteria_16S 


3771169 3771119 4 


54 


strain R001 16S ribosomal RNA, partial sequence 


240818 Bacteria_16S 


3795291 3795241 4 


54 


strain 34-P 16S ribosomal RNA, partial sequence 


240818 Bacteria_16S 


3805880 3805830 4 


54 


gi| 219846384 
3769978 37714 


gi|219846367 
3794096 37955 


gi| 219846359 


parapertussis strain 522 16S ribosomal RNA, partial sequence 


parapertussis Bacteria; 


240818 Bacteria_16S 


Proteobacteria; 
3807394 3807344 4 


Betaproteobacteria; 


54 


gi|219846358 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 


bronchiseptica Bacteria; 


240818 Bacteria_16S 


Proteobacteria; 
3854456 3854406 4 


Betaproteobacteria; 


54 


strain SS-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


240818 Bacteria_16S 
strain Td-21 16S 


240818 Bacteria_16S 


3855979 3855929 4 


3914115 3914033 1 


54 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


82 


strain Gl 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


240818 Bacteria_16S 


3918433 3918391 12 


54 


gi| 219846326 
3853246 38547 


gi|219846325 
3854781 38562 


gi|219846285 
3912908 39143 
Enterobac 
219846282 


gi 


3341903 3343371 Dactyl 
Micromonosporineae; 


Rhizobiales; 


sequence 3633011 363447 


Micromonosporineae; 


Actinomycetales; 


Burkholderiales; Alca 


Burkholderiales; Alc 


ref|NR_026281.1 


ref|NR_026280.1 
ref 


NR_026279.1 


ref |NR_026278.1 


ref|NR_026277.1 


ref |NR_026276.1 
Paucimonas 


ref|NR_026130.1 


ref|NR_026115.1 
3578376 357978 
Bradyrhizo 


ref|NR_026108.1 


ref|NR_026075.1 


Aeromonadales; 


ref|NR_026019.1 
82 3713392 Actino 


ref|NR_026018.1 

3713443 371485 
Micro 
ref|NR_025975.1 
Ralstonia. 
ref|NR_025958.1 
Polaromonas. 
ref|NR_025950.1 
3804660 380612 


ref |NR_025949.1 
3806174 380763 


ref |NR_025916.1 


ref|NR_025915.1 


Azoarcus. 
ref|NR_025875.1 


teriaceae; Xenor 
ref|NR_025872.1 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Micromonospora 


3343422 3344899 Micromonospora inositola 
Micromonosporineae; 


Micromonosporaceae; 


Micromonospora 


3344950 3346425 Micromonospora aurantiaca 
Micromonosporineae; 


Micromonosporaceae; 


Micromonospora 


3346476 3347951 Micromonospora halophytica 
Micromonosporineae; 


Micromonosporaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 
Micromonosporineae; 


Micromonosporaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 


monosporineae; 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Spirilliplanes 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; 


Spirilliplanes. 


240818 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; 


strain 2761 16S 


Proteobacteria; B 


strain IAM 12670 


Proteobacteria; B 


strain HY-35-12 1 
Firmicutes; Clost 


240818 Bacteria_16S 


strain JC2056 16S 


ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 


240818 Bacteria_16S 
ain YIM 31327 16S ribosomal RNA, partial 


violaceinigra str 
violaceinigra Bac 


240818 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


240818 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


240818 Bacteria_16S 


strain DSA1 16S r 


Actinobacteria; Actinoba 
240818 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


240818 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; B 


240818 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


240818 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


240818 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


amylolyticus stra 
amylolyticus Bact 


240818 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


240818 Bacteria_16S 


strain Ekho Lake- 


borkumensis strai 
Bacteria; Proteob 


camporealensis st 
camporealensis Ba 
Corynebacteriacea 


240818 Bacteria_16S 


G 
240818 Bacteria_16S 


3953074 3952980 1 


3965037 3964987 4 


94 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Moritellaceae; 


54 


ribosomal RNA, partial sequence 


3973879 3973829 4 


4025890 4025808 1 
ridia; Clostridiales; 
4050246 4050204 12 


4051670 4051628 12 


Nocardioides. 
4060665 4060615 4 


teria; Proteobacteria; 
4085057 4085015 4 


F31 16S ribosomal RNA, partial sequence 


s Bacteria; 


4194859 4194809 4 


30006 29953 1 


Firmicutes; 
31580 31527 1 


eria; 


37523 37454 1 


38928 38859 1 


48045 47992 1 
69377 69324 1 


e; Corynebacterium. 
76819 76770 3 


Proteobacteria; 


bacillales; Aerococcaceae; 
240818 Bacteria_16S 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


54 


82 


54 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
240818 Bacteria_16S 


54 


54 


46 


54 


54 


54 


S ribosomal RNA, partial sequence 


gi 


3951843 39533 


gi 


3963836 39652 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
240818 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 3972687 39741 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; 
240818 Bacteria_16S 


gi 


6S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 


gi 


4049074 40 


gi 


n JC2055 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


Betaproteobacteria; 


gi 


Betaproteobacteria; 


6S ribosomal RNA, partial sequence 4193672 41950 
etaproteobacteria; Burkholderiales; Al 
240818 Bacteria_16S 
in LA 5 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Facklamia. 


69 


69 


54 


54 


52 


219846257 


219846249 


219846243 


219846206 


219846187 


504 


219846186 


219846180 


219846163 
40838 


ref 


ref 


ref 


ref 


ref 


53 Nocardioides 
Nocardioidaceae; 


ref 
4 


ref 


sequence 4059499 40609 
Burkholderiales; 


ref 


73 4085273 Methy 


NR_025847.1 
Moritella. 
NR_025839.1 
NR_025833.1 
Duganella 
NR_025796.1 


NR_025777.1 


NR_025776.1 


NR_025770.1 


NR_025753.1 


Burkholderiales; 


050504 405187 
Actinomycetales; Propionibacterineae; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 
Rhodocyclus. 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 
Clostridium. 


Nocardioides aestuarii 

aestuarii Bacteria; 

Nocardioides. 
Nocardioides 

7 Nocardioides 


Duganella 


37 Duganella 
Oxalobacteraceae; 


Duganella. 
Methylobacillus 


lobacillus pratensis 


acteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 

4086575 4086509 1 66 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
ridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

4112058 4112016 12 54 gi|219846144|ref|NR_025734.1| Kribbella solani 
ibosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 

cteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 

4122745 4122695 4 54 gi|219846135|ref|NR_025725.1| Petrobacter 
strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

4176532 4176482 4 54 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
6S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

4178017 4177967 4 54 gi|219846095|ref|NR_025685.1| Achromobacter 
LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
a; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

4190262 4190212 4 54 gi| 219846083 |ref|NR_025673.1| Schlegelella 
s strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 


Comamonadaceae; 


gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
85 Kerstersia gyiorum Bacteria; 
caligenaceae; Kerstersia. 
gi|265679044|ref|NR_029352.1| Lactobacillus 
28769 30312 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
gi|265679043|ref|NR_029351.1| Facklamia sourekii 
30363 31864 Facklamia sourekii Bacteria; 
gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
ial sequence 36384 37736 Sulfitobacter 


gi 


162 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
240818 Bacteria_16S 


gi 


n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
240818 Bacteria_16S 
rain CRS-51 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


thiosulfatiphilum strain 6230 16S ribosomal RNA, partia 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chloro 


240818 Bacteria_16S 


117972 117919 1 


54 


gi 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 


Rhodobacterales; 


ia; 
265679038 |ref 
e 37787 3 


Actinomycetales; 


NR_029346.1 
9128 


Rhodobacteraceae; 


Sulfitobacter brevis 


Sulfitobacter brevis Bacteria; 


Sulfitobacter. 
265679032|ref|NR_029340.1| Alcanivorax 
nce 46828 48321 Alcanivorax borkumensis 
irillales; Alcanivoracaceae; Alcanivorax. 
265679018|ref|NR_029326.1| Corynebacterium 
sequence 68186 69586 Corynebacterium 


Corynebacterineae; 


265679013|ref|NR_029321.1| Chlorobaculum 

1 sequence 75652 77039 Chlorobaculum 

biales; Chlorobiaceae; Chlorobaculum. 

265678984|ref|NR_029292.1| Corynebacterium 
116781 118270 Corynebacterium 


ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


240818 Bacteria_16S 125560 125507 1 54 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

240818 Bacteria_16S 146766 146721 25 69 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

240818 Bacteria_16S 152833 152780 1 54 gi| 265678961 |ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 155953 155900 1 54 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 189547 189466 1 81 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 201790 201737 1 54 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

240818 Bacteria_16S 203311 203262 1 50 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

240818 Bacteria_16S 220414 220361 1 54 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

240818 Bacteria_16S 221849 221800 1 50 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

240818 Bacteria_16S 224895 224842 1 54 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

240818 Bacteria_16S 232362 232309 1 54 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

240818 Bacteria_16S 233897 233828 1 69 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

240818 Bacteria_16S 246371 246318 1 54 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

240818 Bacteria_16S 258448 258395 1 54 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
240818 Bacteria_16S 259924 259855 1 69 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

240818 Bacteria_16S 282467 282414 1 54 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

240818 Bacteria_16S 315944 315895 27 75 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

240818 Bacteria_16S 321927 321874 1 54 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240818 Bacteria_16S 332890 332837 1 54 gi| 265678839 |ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

240818 Bacteria_16S 345137 345084 1 54 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240818 Bacteria_16S 358338 358269 1 69 gi|265678816|ref|NR_029121.1]| Loktanella 


hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 


357208 


358614 Loktanella 


hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


240818 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; 
240818 Bacteria_16S 


strain HTCC2597 1 


240818 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


240818 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


240818 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


240818 Bacteria_16S 


F89 
Flavobacteria; 


16S ribosomal 
Fl 


240818 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


240818 Bacteria_16S 


oligofermentans s 
oligofermentans B 


240818 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


240818 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


240818 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


240818 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


240818 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


240818 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


240818 Bacteria_16S 


strain Tf 16S rib 


Firmicutes; Bacil 


240818 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


240818 Bacteria_16S 


strain CS1 16S ri 


Firmicutes; Lacto 


240818 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


240818 Bacteria_16S 


contaminans strai 
contaminans Bacte 


240818 Bacteria_16S 


strain IDA1967 16 


Firmicutes; Bacil 


240818 Bacteria_16S 


IMMIB R-145 16S r 


365872 365803 1 69 gi| 265678811 
osomal RNA, partial sequence 364736 36609 
Rhodobacterales; Rhodobacter 

379433 379364 1 69 gi| 265678802 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


382469 382416 1 54 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


399307 399254 1 54 gi 
strain SBHR OA6 16S ribosomal RNA, par 


hodobacter 
265678800 
sequence 
cteria; Rh 
265678789 
tial seque 


ref|NR_029116.1 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


acea 
ref 


e; Salipige 
NR_029107.1 


r. 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


aceae; Oceanicol 
ref|NR_029105.1 

381306 382756 
izobiales; Phyll 


ref 
nce 
nomy 


NR_029094.1 
398145 
cetales; Cor 


ref|NR_029085.1 

410506 412073 
e; Lactobacillus 
ref |NR_029076.1 
sa algae Bacteri 


ref|NR_029074.1 
427586 429077 
cetales; Coryneb 


ref|NR_029052.1 
455417 456926 
caceae; Streptoc 
ref|NR_029040.1 
473588 475066 
ceae; Enterococc 
ref |NR_029039.1 
475117 476512 
e; Lactobacillu 
ref|NR_029025.1 
496622 498127 
Streptococcu 
£|NR_029022.1 


e; 
re 


ref|NR_029021.1 
502862 504310 
obacterales; Rho 


NR_029017.1 
508981 510331 
es; Corynebacter 


ref|NR_029016.1 


Ss. 


a. 
Parvibaculum 
Parvibaculum 

obacteriaceae; 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Lactobacillus 

Lactobacillus 

Formosa algae strain 
a; Bacteroidetes; 


Corynebacterium 
Corynebacterium 
acterineae; 


Streptococcus 
Streptococcus 
occus. 
Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 
Streptococcus 
Streptococcus 


Bacillus indicus 


Bacillus indicus Bacteria; 


Loktanella 
Loktanella 
dobacteraceae; 


Corynebacterium 
Corynebacterium 


ineae; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


ref|NR_029015.1 

11957 513395 
; Streptococcus 
ref|NR_029014.1 


3 Lactobacillus 


uo 


ref|NR_029007.1 
6 525550 Coryne 
nebacterineae; C 


ref|NR_029006.1 
525601 527141 

acillus. 

ref|NR_029002.1 


Streptococcus 
Streptococcus 


Lactobacillus rossiae 
rossiae Bacteria; 


Corynebacterium 
bacterium ciconiae 


orynebacteriaceae; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


ref|NR_028994.1 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


eae; Nocardiacea 


Bacteria; Actinobacteria; Actinobacteridae; Acti 
ardia. 

411765 411712 1 54 gi| 265678780 

GDA154 16S ribosomal RNA, partial sequence 

ia; Firmicutes; Lactobacillales; Lactobacillacea 
425694 425641 1 54 gi| 265678771 

RNA, partial sequence 424476 425990 Formo 

avobacteriales; Flavobacteriaceae; Formosa. 

428787 428734 1 54 gi| 265678769 
in YIM70093 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
e; Corynebacterium. 

456619 456566 1 54 gi| 265678747 
train 2-4 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Lactobacillales; Streptococ 

474821 474768 1 54 gi| 265678735 
rain JLB-1 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Lactobacillales; Enterococca 

476358 476305 1 54 gi| 265678734 

GCL 1731 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Lactobacillales; Lactobacillacea 

497826 497773 1 54 gi| 265678720 

M512/02/1 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Lactobacillales; Streptococcacea 

502534 502481 1 54 gi| 265678717 
ibosomal RNA, partial sequence 501307 50281 
lales; Bacillaceae; Bacillus. 

504033 503964 1 69 gi| 265678716 
ain R-9477 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; Rhod 

510134 510081 1 54 gi| 265678712 
106/00/5 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetal 
e; Corynebacterium. 

511626 511573 1 54 gi| 265678711 
osomal RNA, partial sequence 510382 51190 
lales; Bacillaceae; Geobacillus. 

513170 513117 1 54 gi| 265678710 
CCUG 47156 16S ribosomal RNA, partial sequence 
a; Firmicutes; Lactobacillales; Streptococcaceae 

514609 514556 1 54 gi| 265678709 
bosomal RNA, partial sequence 513446 51481 
bacillales; Lactobacillaceae; Lactobacillus. 

525297 525244 1 54 gi| 265678702 
$13 16S ribosomal RNA, partial sequence 52414 
acteria; Actinobacteridae; Actinomycetales; Cory 

526841 526788 1 54 gi| 265678701 
n R-16222 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxyb 

532897 532844 1 54 gi| 265678697 
S ribosomal RNA, partial sequence 531745 53318 
lales; Bacillaceae; Bacillus. 

545109 545056 1 54 gi| 265678689 
ibosomal RNA, partial sequence 543951 54542 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 

552852 552799 1 54 gi| 265678684 


240818 Bacteria_16S 
aquilae strain S-613 16S ribosomal RNA, partial sequence 


e; Nocardia. 


ref|NR_028989.1 


Corynebacterium 


551703 553077 Corynebacterium aquilae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


240818 Bacteria_16S 572627 572558 1 69 gi| 265678671 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rho 
Jannaschia. 

240818 Bacteria_16S 574093 574040 1 54 gi| 265678670 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial se 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Corynebacteriaceae; Corynebacterium. 

240818 Bacteria_16S 579988 579935 1 54 gi| 265678666 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Corynebacteriaceae; Corynebacterium. 

240818 Bacteria_16S 586076 586023 1 54 gi| 265678662 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 58488 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240818 Bacteria_16S 602557 602504 1 54 gi| 265678651 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 60134 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
240818 Bacteria_16S 607150 607097 1 54 gi| 265678647 
picturae strain R-5321 16S ribosomal RNA, partial sequence 60592 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
240818 Bacteria_16S 608655 608602 1 54 gi| 265678646 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequenc 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Corynebacteriaceae; Corynebacterium. 

240818 Bacteria_16S 610222 610169 1 54 gi| 265678645 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; P 
240818 Bacteria_16S 623858 623805 1 54 gi| 265678636 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequen 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Corynebacteriaceae; Corynebacterium. 

240818 Bacteria_16S 626978 626925 1 54 gi| 265678634 


strain GraTa 2 16 
Fusobacteria; Fus 


240818 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


240818 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


240818 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


240818 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


240818 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


240818 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


240818 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


240818 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


240818 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


240818 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain S1 16S rib 


S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
633059 633006 1 54 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

654331 654278 1 54 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
698241 698200 27 67 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
699768 699695 21 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
745184 745131 1 54 gi 


ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
813261 813208 1 54 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
825386 825333 1 54 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826888 826835 1 54 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
831574 831521 1 54 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
833126 833073 1 54 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
837617 837564 1 54 gi 
osomal RNA, partial sequence 


625776 62729 


631874 63335 


698584 69993 


bosomal RNA, partial sequence 744001 74541 
avobacteria; Flavobacteriales; Flavobacteriaceae 
776424 776371 1 54 gi| 265678529 


775183 77669 


824212 825662 Bosea 


825713 827158 Bosea 


cter. 
265678629 


Acetobacte 
265678614 
ence 65316 
idiaceae; 

265678584 
nce 69711 
terales; C 
265678583 


matiaceae; 
265678550 


occus. 
265678504 
nce 81203 
ales; Ecto 
265678496 


sea. 
265678495 


sea. 
265678492 
quence 

nterococca 
265678491 
nce 83188 
Enterococ 
265678488 


ref |NR_028976.1 
571472 572837 


Jannaschia 
Jannaschia 


dobacterales; Rhodobacteraceae; 
ref|NR_028975.1| Corynebacterium 
quence 572888 574399 Corynebacterium 
tinomycetales; Corynebacterineae; 
ref|NR_028971.1| Corynebacterium 
578821 580286 Corynebacterium 
es; Corynebacterineae; 
ref|NR_028967.1| Bacillus barbaricus 
8 586308 Bacillus barbaricus Bacteria; 
ref|NR_028956.1| Gelidibacter 
4 602854 Gelidibacter mesophilus 
cteriaceae; Gelidibacter. 
ref |NR_028952.1| Oceanobacillus 
0 607435 Oceanobacillus picturae 
ref|NR_028951.1| Corynebacterium 
e 607486 608955 Corynebacterium 
tales; Corynebacterineae; 
ref|NR_028950.1| Planomicrobium 
609006 610485 Planomicrobium 
lanomicrobium. 
ref|NR_028941.1| Corynebacterium 
ce 622694 624168 Corynebacterium 
etales; Corynebacterineae; 
ref|NR_028939.1| Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


ref|NR_028934.1| Acetobacterium tundrae 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref|NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref |NR_028889.1 
8 698533 Brevun 
aulobacteraceae; Brevundimonas. 
ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 
Thiocystis. 
ref |NR_028854.1 
8 Psychroflexus 
; Psychroflexus 
ref |NR_028833.1 
4 Streptococcus 


Caloranaerobacter 
naerobacter azorensis 
Py 

Brevundimonas 
dimonas aurantiaca 


Psychroflexus tropicus 
tropicus Bacteria; 
Streptococcus sinensis 
sinensis Bacteria; 


ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref |NR_028799.1 
vestrisii Bacte 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Bosea vestrisii strain 
ria; Proteobacteria; 


ref|NR_028798.1| Bosea eneae strain 

eneae Bacteria; Proteobacteria; 

ref|NR_028795.1] Enterococcus 
830324 831835 Enterococcus 

ceae; Enterococcus. 

ref|NR_028794.1] Enterococcus 

6 833394 Enterococcus moraviensis 

cus. 

ref|NR_028791.1| Nocardia fluminea 


836449 837910 Nocardia fluminea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


240818 Bacteria_16S 
strain U 16S ribosomal RNA, partial sequence 839468 
Bacillales; 
240818 Bacteria_16S 
strain AMX51 16S ribosomal RNA, partial sequence 


Bacil 


840684 840631 1 54 gi 


laceae; Geobacillus. 


843645 843592 1 54 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


240818 Bacteria_16S 
strain OS Hl 16S ribosomal RNA, partial sequence 
Firmicutes; 
240818 Bacteria_16S 


Clost 


trevisanii strain 


trevisanii Bacteria; 
240818 Bacteria_16S 


strain E6844 16S 


Firmicutes; 
240818 Bacteria_16S 


Lacto 


intermedius strai 


Bacteria; 


240818 Bacteria_16S 


Firmicu 


nubinhibens strai 


Bacteria; 


240818 Bacteria_16S 


Proteob 


strain DSS-3 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


240818 Bacteria_16S 


salivarius strain 
salivarius Bacter 


240818 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


240818 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


240818 Bacteria_16S 


strain Y9 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


240818 Bacteria_16S 


strain NCTC 13004 


Bacteria; 


240818 Bacteria_16S 


Proteob 


strain SK3 16S ri 


Firmicutes; 
240818 Bacteria_16S 


Lacto 


pneumoniae strain 
pneumoniae Bacter 


240818 Bacteria_16S 


strain NS51 16S r 


Firmicutes; 
240818 Bacteria_16S 


Lacto 


satsumensis strai 
satsumensis Bacte 


240818 Bacteria_16S 


strain IFM 10035 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


240818 Bacteria_16S 


strain IFM 0784 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


240818 Bacteria_16S 


strain IFM 0575 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


240818 Bacteria_16S 


strain IFM 10084 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


240818 Bacteria_16S 


strain YZ-96 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


240818 Bacteria_16S 


insulare strain K 


Bacteria; 


240818 Bacteria_16S 


Proteob 


851084 851031 1 54 gi 
ridia; Clostridiales; Heliobacteriacea 
869524 869471 1 54 gi 
1999 16S ribosomal RNA, part 
Fusobacteria; Fusobacteriales; Fus 

898099 898046 1 54 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
916683 916630 1 54 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
929064 928995 1 69 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930547 930478 1 69 gi 
ribosomal RNA, partial sequence 


"WeeTee' 


933684 933631 1 

HO 66 16S ribosomal RNA, 
ia; Firmicutes; Lactobacillales; Lacto 
958493 958440 1 54 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
963121 963068 1 54 gi 


54 gi 


Ente 
gi 


Firmicutes; Lactobacillales; 
964592 964539 1 54 
osomal RNA, partial sequence 


ria; 


972305 972260 1 46 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
1021222 1021169 1 54 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1022775 1022722 1 54 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1024346 1024293 1 54 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1033413 1033360 1 54 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1039520 1039467 1 54 gi 


Streptoc 
gi 


1041029 1040976 1 54 gi 


1042567 1042514 1 54 gi 


1044127 1044074 1 54 gi 


1045683 1045630 1 54 
ribosomal RNA, partial sequence 


gi 


1051836 1051783 1 54 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1053259 1053206 1 54 gi 


840930 Geoba 


842468 84394 


849874 85135 


896853 89837 


929371 93083 


complete sequence 


n 47-16 16S ribosomal RNA, partial sequence 


963457 96488 


1019984 10214 


1023111 10246 


16S ribosomal RNA, partial sequence 1038318 10398 


6S ribosomal RNA, partial sequence 1039882 10413 


6S ribosomal RNA, partial sequence 1041385 10428 


16S ribosomal RNA, partial sequence 1042934 10444 


1044481 10459 


265678486 


265678484 


rhizobiace 
265678479 


e; Heliore 
265678466 
ial sequen 
obacteriac 
265678446 


cus. 
265678434 
ence 91544 
; Streptoc 
265678426 
nce 92790 
terales; R 
265678425 


hodobacter 
265678423 


bacillacea 
265678406 
ial sequen 
cillaceae; 
265678403 


rococcacea 
265678402 


nebacterin 
265678396 

97110 

obacterale 
265678364 


occus. 
265678363 
e sequence 
tococcacea 
265678362 


occus. 
265678356 
sequence 
obacillace 
265678352 


nebacterin 
265678351 


nebacterin 
265678350 


nebacterin 
265678349 


nebacterin 
265678348 


nebacterin 

265678343 
10506 

irillales; 


ref 
cill 


ref 


us uzenensi 


NR_028789.1 


NR_028787.1 


s 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


ae; 
ref 


Bosea. 


NR_028782.1 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


stis 
ref 


ce 868327 86978 


eae; 
ref 


Leptotrich 


6 Enterococcus 


ref 


5 916988 Strep 


occu 
ref 


hodo 
ref 


s; Streptoc 


NR_028769.1 


NR_028748.1 


NR_028736.1 


NR_028728.1 
3 929320 Roseov 
bacteraceae; 
NR_028727.1 


7 
i 


ha 
° 


v 


Leptotrichia 
Leptotrichia 

a. 
Enterococcus avium 


avium Bacteria; 


Streptococcus 

ococcus intermedius 

ccus anginosus group. 
Roseovarius 

arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


acea 
ref 


932436 93400 


e; L 
ref 


actobacillu 


ce 957258 95877 


Geo 
ref 


e; E 
ref 


bacillus. 


e; Ruegeria. 
NR_028725.1 


NR_028705.1 
961894 96340 
nterococcus. 
NR_028704.1 


5 


3 


6 


S. 
NR_028708.1 


Lactobacillus 
Lactobacillus 


Geobacillus 
Geobacillus 


Enterococcus 
Enterococcus 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


eae; 
ref 


Nocardiace 


0 972566 Campy 


s; C 
ref 


ref 
e; S 


ref 


ref 


ampylobacte 


treptococcu 


1032165 10337 


ae; 
ref 


Lactobacill 


NR_028698.1 
NR_028666.1 
95 Streptococcus 


NR_028665.1 
1021546 10230 


NR_028664.1 
30 Streptococcus 


NR_028658.1 


NR_028654.1 


a 


1 
r 


6 
s 


2 
u 


e; Nocardia. 
Campylobacter lanienae 

obacter lanienae 

aceae; Campylobacter. 
Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


eae; 
ref 


Nocardiace 


NR_028653.1 


a 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


eae; 
ref 


Nocardiace 


NR_028652.1 


a 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


eae; 


ref 


Nocardiace 


NR_028651.1 


a 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


eae; 


ref 


Nocardiace 


NR_028650.1 


a 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


eae; 


ref 


Nocardiace 


31 1052062 Marin 


Mar 


265678342 


inospirillu 


ref 


NR_028645.1 


NR_028644.1 


a 


O 
m 


e; Nocardia. 
Marinospirillum 
spirillum insulare 


Nocardia asiatica 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


240818 Bacteria_16S 
autotrophica stra 
autotrophica Bact 


Sulfurimonas. 


240818 Bacteria_16S 
ryukyuensis strai 
ryukyuensis Bacteria; 
240818 Bacteria_16S 


strain W1-2B 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
240818 Bacteria_16S 
tukisamuensis str 


tukisamuensis Bac 


Nocardiaceae; 
240818 Bacteria_16S 


strain NAFO0O1 16S 


Firmicutes; 
240818 Bacteria_16S 


strain YIT 0455 1 


Firmicutes; 
240818 Bacteria_16S 
psychrophila stra 
Bacteria; 
240818 Bacteria_16S 


strain M 6 A9 16S 


Firmicutes; 
240818 Bacteria_16S 


strain D2-18 16S 


Firmicutes; 
240818 Bacteria_16S 


strain I-273 16S 


Firmicutes; 
240818 Bacteria_16S 


sphenisci strain 


sphenisci Bacteria; 
Corynebacteriaceae; 
240818 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinoba 
240818 Bacteria_16S 


iheyensis HTE831 


Bacteria; 


DSM 


Bacteria; 
240818 Bacteria_16S 
ATCC 43969 16S ribosomal 


Bacteria; 


ATCC 
Bacteria; 


43970 16S ri 
Proteob 


strain 01-570-1 1 


Firmicutes; 
240818 Bacteria_16S 


gall 
gall 


inaceus strai 


strain HI 11/12 1 
Bacteria; Aquific 


240818 Bacteria_16S 


metallireducens s 


hartmannellae str 
hartmannellae Bac 


240818 Bacteria_16S 
16S ribosomal RNA, partial sequence 
Clostridia; 


Clost 


Bacillales; 


Lactobacillales; 


Proteob 


Lactobacillales; 


Clostridia; 


Lactobacillales; 


Firmicutes; 
240818 Bacteria_16S 

16069 16S ribosomal 
Proteobacteria; 


Proteobacteria; 
240818 Bacteria_16S 
29909 16S ribosomal 
Proteobacteria; 
240818 Bacteria_16S 
ATCC 
Bacteria; 
240818 Bacteria_16S 


inaceus Bacteria; 
240818 Bacteria_16S 


1054764 1054719 1 46 gi 


1056277 1056224 1 54 gi 
Firmicutes; Bacillales; 
1069851 1069810 27 67 


ribosomal RNA, partial sequence 


gi 


1075803 1075750 1 54 gi 


1081694 1081641 1 54 

ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 

1083221 1083168 1 54 


gi 


gi 


Lactobacillaceae; 


1089330 1089278 1 54 gi 


1092416 1092363 1 54 
ribosomal RNA, partial sequence 
Lactobacillaceae; 
1104357 1104304 1 54 
ribosomal RNA, partial sequence 
Clostridiales; 
1118086 1118033 1 54 
ribosomal RNA, partial sequence 
Streptococcaceae; 
1134645 1134592 1 54 


gi 


gi 


gi 


gi 


Corynebacterium. 
1148299 1148246 1 
34 16S 


54 gi 


1155826 1155773 1 54 gi 


Bacillales; Bacillaceae; 


RNA, partial sequence 


1190642 1190589 1 54 
bosomal RNA, partial sequence 


gi 


1220829 1220776 1 54 gi 
Carnobacteriaceae; Allofus 
1225384 12253311 54 gi 


6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1245141 1245088 1 54 gi 


Firmicutes; Clostridia; 
1248154 1248105 1 50 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1266078 1266025 1 54 gi 


ridiales; Clostridiaceae; Clostridium. 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterin 


train 853-15 16S ribosomal RNA, partial 
metallireducens Bacteria; 
240818 Bacteria_16S 


265678341 


in OK10 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Epsilonproteobacteria; 


265678340 


n 015-7 16S ribosomal RNA, partial sequence 
Bacillaceae; 


265678331 


1068707 10701 
aulobacter 


265678327 


ain Mb8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 
Rhodococcus. 


265678322 


1080469 10819 


265678321 


6S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillus. 


265678317 


in E-3 16S ribosomal RNA, partial sequence 10881 
acteria; Gammaproteobacteria; Pseudomonadales; P 


265678315 


1091188 10926 
Lactobacillus. 


265678306 


1103152 11046 
Clostridiales Family XIII. 


265678297 


1116890 11182 
Streptococcus. 


253680767 


CECT 5990 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycet 


253680758 
11471 


253680753 


16S ribosomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 


1175615 1175562 1 54 gi| 228718578 
RNA, partial sequence 1174405 11758 
Gammaproteobacteria; Kangiella. 
1186109 1186056 1 54 gi| 228716090 
RNA, partial sequence 1184900 11863 
Gammaproteobacteria; Enterobacteriales; 
1187620 1187567 1 54 gi| 228716058 


Gammaproteobacteria; Enterobacteriales; 


1189433 11908 
acteria; Gammaproteobacteria; Enterobacteriales; 


219878362 


6S ribosomal RNA, partial sequence 1219617 12211 
Lactobacillales; 


tis. 
219878314 


n CCUG 42692 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcace 
1231523 1231450 7 79 gi|219878275 


complete sequence 1230306 12317 


rinis. 
219857537 
sequence 


Clostridiales; 


219857449 
equence 
hlamydiace 


1053566 105500 
Campylobacterales; 


1055053 105655 


Paraliobac 


33 Brevundimonas 
aceae; 


1074605 107593 
e; Actinomycetales; 


61 Lactobacillus 
07 1089634 Pseud 
seudomonadaceae 


88 Lactobacillus 


21 Mogibacterium 
Inc 


82 Streptococcus 


R 


133500 113488 


ales; Corynebact 


15 1148603 Nocar 


Ent 


Ent 


Ent 


1224170 122567 


93 Thermocrinis 


1243915 124542 


Pept 


1246931 124845 


219846539 


NR_028643.1 


NR_028642.1 


illus. 
NR_028633.1 


NR_028629.1 


NR_028624.1 


NR_028623.1 


NR_028619.1 


NR_028617.1 


NR_028608.1 
ertae Sedis; 


NR_028598.1 


NR_028015.1 


NR_028006.1 
Nocardiacea 
NR_028001.1 


NR_027574.1 


NR_027546.1 


erobacteriac 
NR_027545.1 


erobacteriac 
NR_027543.1 


erobacteriac 
NR_025501.1 
NR_025453.1 
Streptococcu 
NR_025414.1 
NR_025125.1 


ococcaceae; 
NR_025037.1 


Neochlamydi 


Coryne 


fe) 
i 


d 


i) 


NR_026131.1 


Sulfurimonas 


2 Sulfurimonas 
Helicobacteraceae; 


Paraliobacillus 


2 Paraliobacillus 


Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Rhodococcus 


5 Rhodococcus 
bacterineae; 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Lactobacillus equi 
equi Bacteria; 


Pseudomonas 


monas psychrophila 


Pseudomonas. 
Lactobacillus algidus 
algidus Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Corynebacterium 


1 Corynebacterium 
erineae; 


Nocardia ignorata 


ia ignorata Bacteria; 
e; 


Nocardia. 
Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 
eae; 


Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 
eae; 


Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 
eae; 


Yersinia. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


Streptococcus 


1 Streptococcus 
Ss. 


Thermocrinis albus 


albus DSM 14484 


Desulfitobacterium 


8 Desulfitobacterium 
Desulfitobacterium. 


Neochlamydia 


9 Neochlamydia 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


240818 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


240818 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


240818 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


240818 Bacteria_16S 


owensensis OL 16S 


1291638 1291585 1 54 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

1297609 1297556 1 54 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

1302152 1302099 1 54 


gi 


gi 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1305262 1305209 1 54 
ribosomal RNA, partial sequence 


gi 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterale 
Sedis; Caldicellulosiruptor. 

240818 Bacteria_16S 1315882 1315829 1 54 gi 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partia 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacil 
240818 Bacteria_16S 1323619 1323566 1 54 gi 


dysgalactiae subs 


Streptococcaceae; 


240818 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


240818 Bacteria_16S 


YIM 30243 16S rib 


p- dysgalactiae strain ATCC 43078 16S 


Streptococcus. 
1325171 13251181 54 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1326668 13266151 54 
osomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


240818 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


240818 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


240818 Bacteria_16S 


Och 149 16S ribos 


1337330 1337285 25 69 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1341915 1341862 1 54 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1352638 1352593 25 69 gi 
omal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


240818 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


240818 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


240818 Bacteria_16S 


OT-1 16S ribosoma 


Flavobacteria; Fl 


240818 Bacteria_16S 


HEL-45 16S riboso 


240818 Bacteria_16S 


1363129 1363060 1 69 gi 
n 307 16S ribosomal RNA, partial seque 


228720812 
e 12904 
tinomyceta 


219857534 


1296399 12978 


219846639 
s; Thermoa 


219846460 


1304017 13055 


s; Thermoa 
228716557 
1 sequence 
laceae; Ba 
228715345 
ribosomal 


219878140 
sequence 
Thermoana 


219846136 


1325499 13269 


nebacterin 
228721486 

equence 

eobacteria 


228721140 
nce 13406 
Peptococca 
228720499 


1351515 1352883 Roseo 


hodobacter 
228719132 
nce 13619 


acteria; Alphaproteobacteria; Rhodobacterales; R 
1370731 1370662 1 69 gi| 228718299 
6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; Rhodobacterales; R 
1375318 1375265 1 54 gi| 228717906 
1 RNA, partial sequence 1374101 1375614 Kordi 
avobacteriales; Flavobacteriaceae; Kordia. 
1379841 1379772 1 69 gi| 228717469 
mal RNA, partial sequence 1378686 1380064 Ocean 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
1397747 1397694 1 54 gi|228715764 
RS 2060 16S ribosomal RNA, partial sequence 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


240818 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


240818 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


240818 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


240818 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


240818 Bacteria_16S 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


Mogibacterium. 


Bacteria; Proteobacteria; Alphaproteo 


1411231 14111781 54 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1418835 1418782 1 54 gi 
ridia; Clostridiales; Clostridiales Fa 
1420335 1420282 1 54 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1445052 1444983 1 69 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


1448143 1448090 1 54 gi 


16S ribosomal RNA, partial sequence 1417633 1 


14191061 


bacteria; 


224581432 
sequence 

Streptoco 
224581446 
4190 
mily XI. I 
224581445 
4206 


224581424 
sequence 
teria; Rho 


224581422 


ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


ref |NR_025122.1 


Corynebacterium 
bacterium urealyticum 
rineae; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


ref|NR_026231.1 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


naerobacterales 


Family III. Incertae 


ref |NR_026051.1 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


naerobacterales 
ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_027517.1 
RNA, partial seq 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_027609.1 
1336206 133758 
Rhodobacterale 


v 


ref|NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027593.1 
bacter litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027572.1 


Family III. Incertae 


Bacillus subtilis 
3 Bacillus subtilis 


Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Nocardia alba strain 
Bacteria; 
e; Nocardia. 
Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Roseobacter litoralis 

Och 149 Bacteria; 
er. 

Octadecabacter 
cabacter antarcticus 307 

Octadecabacter. 

Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


hodo. 
ref 
aal 


bacteraceae; 
NR_027568.1 
gicida OT-1 


ref 
ibul 


NR_027563.1 
bus indolife 
aceae; Oceanibul 
ref|NR_027539.1 

1396599 139803 
Rhizobiales; Met 


ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_027228.1 


Oceanicola. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Streptococcus 
6 Streptococcus 
coccus. 
Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


ncer 
ref 


tae Sedis; H 
NR_027227.1 


elcococcus. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


ref|NR_027203.1 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Incer 


Mogibacterium 


1446932 1448409 Mogibacterium neglectum 


tae Sedis; 


240818 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


240818 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


240818 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 


240818 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


240818 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


240818 Bacteria_16S 


afermentans subsp 


Actinomycetales; 


240818 Bacteria_16S 


ATCC 
ATCC 


49989 strain 
49989 Bacter 


240818 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


240818 Bacteria_16S 


ATCC 
ATCC 


49176 strain 
49176 Bacter 


240818 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


240818 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


240818 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


240818 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


240818 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


240818 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


240818 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


240818 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


240818 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


240818 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


240818 Bacteria_16S 


Corynebacterium afermentans subsp. 


Corynebacterineae; Corynebacteriaceae; 
1505396 1505343 1 54 gi 
164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1509917 1509864 1 54 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1511496 1511443 1 54 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1514367 15143141 54 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1521846 1521793 1 54 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 
1555340 1555287 1 54 gi 
AB04 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1562757 1562704 1 54 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1565611 1565558 1 54 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1568679 1568626 1 54 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1583838 1583785 1 54 


Leptot 
gi 


Viridibacillus. 
54 gi 


lales; Planococcaceae; 


1585393 1585340 1 


Viridibacillus. 
54 gi 


lales; Planococcaceae; 
1586948 1586895 1 
osomal RNA, partial sequence 
laceae; Bacillus. 

1588507 1588454 1 54 gi 
bacillales; Enterococcaceae; Enterococ 
1610026 1609973 1 54 gi 
m strain CECT 5772 16S ribosomal RNA, 

atorum Bacteria; Firmicutes; Lactobaci 
1611463 1611394 1 69 gi 
n EL-88 16S ribosomal RNA, partial seq 


ria; Proteobacteria; Alphaproteobacter 


1612943 1612874 1 69 gi 


1451092 1451039 1 54 gi| 224581420 
in PG 39 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
e; Corynebacterium. 

1455641 1455548 1 93 gi|224581417 
n MBIC1298 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Gammaproteobacteria; Aeromo 

1464613 1464560 1 54 gi| 224581410 
ibosomal RNA, partial sequence 1463419 14648 
ridia; Clostridiales; Clostridiales Family XIII. 

1478218 1478165 1 54 gi| 219878440 
6S ribosomal RNA, partial sequence 1476987 14785 
bacillales; Lactobacillaceae; Lactobacillus. 

1484365 1484312 1 54 gi| 219857506 
ibosomal RNA, partial sequence 1483159 14846 
ammaproteobacteria; Oceanospirillales; Halomonad 

1500970 1500917 1 54 gi|219846622 
» afermentans strain CIP 103499 16S ribosomal RN 


afermentans Bacteria; Actinobacteria; 


Corynebac 
219846440 
uence 
les; Eubac 

219846290 
A, partial 
acillales; 

219846273 
e sequence 
occaceae; 
219878119 


1513128 15146 


219857610 
ial sequen 
ae; Actino: 


, 


219857209 
nce 15541 
illus. 

219846143 
uence 

aceae; Ano 
219846059 
uence 

eriales; F 
219846057 


1567482 15689 


richia. 
219878489 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


219878487 


1585730 15872 


219878486 


16S ribosomal RNA, partial sequence 1587284 15887 


cus. 
219878470 
partial se 
llales; St 
219878469 
uence 

ia; Rhodob 


’ 


219878468 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


ref|NR_027201.1 
1449903 145131 
cetales; Coryneb 


ref|NR_027198.1 
1454432 145591 
nadales; Aeromon 
ref |NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 
ref|NR_025579.1 
22 Lactobacillus 
ref|NR_025094.1 
acea 
ref 
A, c 


e; Kushneri 
NR_026214.1 
omplete sequ 


terium. 
ref|NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref|NR_025258.1 


ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref |NR_024837.1 
24 1555535 Anoxyb 


ref|NR_025733.1 

1561538 156291 
xybacillus. 
ref|NR_025649.1 

1564412 156589 
usobacteriaceae; 
ref |NR_025647.1 
67 Leptotrichia 


ref |NR_025628.1 


ref|NR_025627.1 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025625.1 
92 Enterococcus 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025608.1 

1610323 161174 
acterales; Rhodo 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Lactobacillus spicheri 
spicheri Bacteria; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
a. 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 

Abiotrophia defectiva 
6 Abiotrophia defectiva 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Nocardia 
6 Nocardia 
ebacterineae; 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Leptotrichia hofstadii 


hofstadii Bacteria; 


Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 


italicus Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Roseisalinus 
3 Roseisalinus 
bacteraceae; 


ref|NR_025607.1 
1611794 161320 


Loktanella 
8 Loktanella 


240818 Bacteria_16S 


strain CCUG 47334 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; 


Firmicutes; 


240818 Bacteria_16S 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 


Firmicutes; 


Bacillales; 


240818 Bacteria_16S 


litoralis strain DSM 15406 16S ribosomal RNA, partial s 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria 


240818 Bacteria_16S 


maitriensis strain S1 16S ribosomal RNA, partial sequen 
Planococcaceae; 


Bacteria; Firmicu 


tes; 


240818 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


240818 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


240818 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


240818 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


tes; 


240818 Bacteria_16S 


auripigmenti stra 


auripigmenti Bact 


240818 Bacteria_16S 


echinoides strain 
echinoides Bacter 


240818 Bacteria_16S 


atypicum strain R 


Bacteria; Actinob 
Corynebacterium. 


240818 Bacteria_16S 


strain R-8904 16S 


240818 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


240818 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


240818 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


240818 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


240818 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


ria; 


240818 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


ria; 


240818 Bacteria_16S 


decolorationis st 
decolorationis Ba 


240818 Bacteria_16S 


necropolis strain 
necropolis Bacter 


ia; 


240818 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


ria; 


240818 Bacteria_16S 


strain VenChi2 16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


Fusobacteria; 


Fusobacteriales; 


s Bacteria; 


eria; 


bacillales; 


lales; 


teria; 


cteria; 


1614472 1614419 1 


Clostridia; 
1631102 1631049 1 


Bacillaceae; 
1634188 1634095 1 


1635766 1635713 1 


Bacillales; 
1637228 1637175 1 


omal RNA, partial sequence 
laceae; 


Bacillus. 
1638719 1638666 1 


omal RNA, partial sequence 
laceae; 


Bacillus. 
1652404 1652351 1 


Firmicutes; 
1690511 1690458 1 


Bacillales; 
1693624 16935711 


Firmicutes; 
1704433 1704380 1 


1710500 1710447 1 


1711993 1711924 1 


1745593 1745540 1 


1753118 1753065 1 
Bacillaceae; 


1756227 1756174 1 


1771263 1771210 1 


1783363 17833101 


Fusobacteriales; 
1787838 1787785 1 


Proteobacteria; 
1790801 1790748 1 


Firmicutes; Bacillales; 
1803005 1802952 1 


Firmicutes; 
1804572 1804519 1 


LMG 19488 16S ribosomal RNA, 


Firmicutes; Bacillales; 
1809199 1809146 1 


Firmicutes; Bacillales; 
1832100 1832047 1 


54 


54 


Bacillus. 


93 


54 


54 


1636 


54 
1637 


54 


s strain LMG 17892 16S ribosomal RNA, 
Bacillales; 


54 


in M8 16S ribosomal RNA, partial seque 
Planococcaceae; 


54 


in OREX-4 16S ribosomal RNA, partial s 
Clostridia; 


54 


IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


54 


2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


69 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


54 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


54 


54 


54 


UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


54 


16S ribosomal RNA, partial sequence 
Fusobacteriace 


54 


n SG 3301 16S ribosomal RNA, partial s 
Gammaproteobacter 


54 


n LMG 20964 16S ribosomal RNA, partial 


Bac 
54 


rain LMG 19507 16S ribosomal RNA, part 
Bacillales; 


54 


54 


n CMS 26o0r 16S ribosomal RNA, partial 
Planococc 


54 


Clostrid 


Streptoc 


complete 
Bacillacea 


219878467 
16132 


gi 


id 
219878456 


Clostr 
gi 


219878454 
equence 


, 


219878453 
ce 16345 
Planococcus. 
gi|219878452 
012 1637452 Bacil 


gi 


gi 


gi|219878451 
503 1638932 Bacil 


219878441 
pa 
cillaceae; 
219878414 
nce 16892 
coccus. 
219878412 
equence 
iales; 
219878405 
sequence 
a; 
219878401 
ce 17093 
ales; 


gi 


Ba 
gi 


Plano 
gi 


gi 


gi 


gi| 219878400 
1710844 17122 
ho 
219878377 
17443 
occus. 

219878372 


gi 


gi 


16S ribosomal RNA, partial sequence 1751903 17534 
Bacillus. 


gi| 219878369 


6S ribosomal RNA, partial sequence 1755010 17565 
ammaproteobacteria; Oceanospirillales; 


H 
219878357 
quence 
inomycetal 


gi 


219878348 
17821 

ae; Sneath 

219878344 

equence 

ia; Chroma 


gi 


gi 


’ 


219878342 
sequence 
ae; Virgib 
219878334 
ial sequen 
aceae; Bac 
219878333 
sequence 

e; Virgiba 
219878330 
sequence 

aceae; Pla 
219878315 


gi 


illace 
gi 


Bacill 
gi 


gi 


gi 


Ilyobacter. 


iales Fa 


Aeromona 


rtial se 


Pep 


Rhizobi 


Cory 


dobacter 


alomonad 


ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025595.1 


ref |NR_025593.1 

1632974 163447 
dales; Aeromona 
ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref 
quen 


NR_025580.1 
ce 165119 
Bacillus. 
ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 
ref |NR_025539.1 
aceae; Loktanell 
ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025511.1 


ref|NR_025508.1 
aceae; Halomona 
ref|NR_025496.1 

1770072 177148 
es; Corynebacter 
ref |NR_025487.1 
75 1783536 Sneath 
ia. 
ref|NR_025483.1 

1786631 178798 
tiales; Ectothio 


ref|NR_025481.1 

1789570 179108 
acillus. 
ref|NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025472.1 

1803341 180486 
cillus. 
ref |NR_025469.1 

1807983 180946 
nococcus. 


d 


Helcococcus sueciensis 
occus sueciensis 
e Sedis; Helcococcus. 
Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Bacillus 
2 1652677 Bacillus 


Planococcus 
occus rifietoensis 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Streptococcus ratti 
ococcus ratti Bacteria; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
s. 


Corynebacterium 
6 Corynebacterium 
ineae; 


Sneathia sanguinegens 
ia sanguinegens 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Virgibacillus 
7 Virgibacillus 


Bacillus 
0 Bacillus 


Virgibacillus 
2 Virgibacillus 


Planococcus 
1 Planococcus 


ref|NR_025454.1 


Ilyobacter insuetus 


1830898 1832407 Ilyobacter insuetus Bacteria; 


240818 Bacteria_16S 1839743 1839690 1 54 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240818 Bacteria_16S 1841306 1841253 1 54 gi|219878308|ref|NR_025447.1| Lactobacillus 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240818 Bacteria_16S 1842847 1842794 1 54 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240818 Bacteria_16S 1844410 1844357 1 54 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

240818 Bacteria_16S 1854930 1854877 1 54 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

240818 Bacteria_16S 1856446 1856393 1 54 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

240818 Bacteria_16S 1857883 1857830 1 54 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

240818 Bacteria_16S 1859414 1859361 1 54 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

240818 Bacteria_16S 1860947 1860894 1 54 gi|219878294|ref|NR_025433.1| Alteromonas 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 
stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Alteromonas. 

240818 Bacteria_16S 1871674 1871621 1 54 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


strain 3S-1 16S r 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


240818 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


240818 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


240818 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


240818 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain LMG 17489 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240818 Bacteria_16S 1953825 1953772 1 54 gi| 219878226 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Corynebacteriaceae; Corynebacterium. 

240818 Bacteria_16S 1961390 19613371 54 gi| 219878221 
strain m2661/98/1 16S ribosomal RNA, partial sequence 19601 


Firmicutes; Lacto 


240818 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


240818 Bacteria_16S 


strain ATCC 15253 
Proteobacteria; A 


240818 Bacteria_16S 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


240818 Bacteria_16S 
simulans strain UCL553 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


1891730 1891677 1 54 gi 


bosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
1912540 1912487 1 


Facklamia. 
54 gi 
lales; Planococcaceae; Ureibacillus. 
1935515 19354701 46 gi 
ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
1941517 19414641 54 gi 


Ss; 


lales; Bacillaceae; Bacillus. 


1946226 1946173 1 54 gi 


bacillales; Enterococcaceae; Vagococcu 
1974868 1974815 1 54 gi 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Marinibacillus. 
2023895 2023854 27 67 gi 
16S ribosomal RNA, partial sequence 

lphaproteobacteria; Caulobacterales; C 
2031379 2031326 1 54 gi 
DSM 20132 16S ribosomal RNA, partial s 


Ss. 


au 


eq 


1870444 18719 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


lales; Bacillaceae; Bacillus. 

1893251 1893198 1 54 gi| 219878269 
train DSM 11706 16S ribosomal RNA, partial seque 
acteria; Firmicutes; Bacillales; Bacillaceae; Ba 

1903844 1903791 1 54 gi|219878261 


1902626 19040 


219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


219878238 
1934336 19357 


219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


219878212 
1973642 19751 


219878180 


219878175 


Campylo 


20227 
lobacter 


uence 


a; Actinobacteria; Actinobacteridae; Actinomycet 
e; Corynebacterium. 
2037466 2037413 1 54 gi| 219878170 


ref |NR_025409.1 


ref 
nce 
cill 
ref 


NR_025408.1 

189204 
us. 
NR_025400.1 


ref |NR_025394.1 
21 Ureibacillus 


ref |NR_025377.1 
49 Campylobacter 
bacteraceae; Cam 
ref |NR_025373.1 


ref|NR_025370.1 


ref|NR_025365.1 
1952641 195404 
tales; Corynebac 


ref|NR_025360.1 
67 1961603 Vagoco 


ref |NR_025351.1 


ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref |NR_025314.1 

2030195 203163 
ales; Corynebact 


, 


75 Geobacillus vulcani Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Ureibacillus terrenus 


terrenus Bacteria; 


Campylobacter hominis 
hominis Bacteria; 
pylobacter. 

Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Corynebacterium 
7 Corynebacterium 
terineae; 


Vagococcus fessus 
ccus fessus Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Caulobacter henricii 
acter henricii Bacteria; 
er. 

Corynebacterium 

0 Corynebacterium 
erineae; 


ref|NR_025309.1 


Corynebacterium 


2036284 2037751 Corynebacterium simulans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 

240818 Bacteria_16S 2039022 2038969 1 54 gi| 219878169 |ref|NR_025308.1| Virgibacillus proomii 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

240818 Bacteria_16S 2060708 2060655 1 54 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

240818 Bacteria_16S 2086719 2086666 1 54 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

240818 Bacteria_16S 2095814 2095761 1 54 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240818 Bacteria_16S 2101872 2101819 1 54 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

240818 Bacteria_16S 2115559 2115506 1 54 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

240818 Bacteria_16S 2117102 2117049 1 54 gi| 219857657 |ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

240818 Bacteria_16S 2124662 2124609 1 54 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240818 Bacteria_16S 2126218 2126165 1 54 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240818 Bacteria_16S 2127747 2127694 1 54 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 

240818 Bacteria_16S 2142752 2142699 1 54 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
240818 Bacteria_16S 2156293 2156240 1 54 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

240818 Bacteria_16S 2162329 2162276 1 54 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

240818 Bacteria_16S 2170046 2169993 1 54 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

240818 Bacteria_16S 2174550 2174497 1 54 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

240818 Bacteria_16S 2192822 2192769 1 54 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

240818 Bacteria_16S 2195787 2195734 1 54 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

240818 Bacteria_16S 2222921 2222868 1 54 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

240818 Bacteria_16S 2239743 2239690 1 54 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

240818 Bacteria_16S 2241254 2241201 1 54 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

240818 Bacteria_16S 2242765 2242712 1 54 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

240818 Bacteria_16S 2244276 2244223 1 54 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 


pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Yersinia. 


240818 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


240818 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain 63287 16S 


subterraneus stra 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 


240818 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


240818 Bacteria_16S 


strain YKJ-10 16S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240818 Bacteria_16S 2383923 2383870 1 54 gi|219857471|ref|NR_025059.1 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
240818 Bacteria_16S 2399086 2399033 1 54 gi|219857461|ref|NR_025049.1 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporos 


Bacteria; Firmicu 


240818 Bacteria_16S 


viterbiensis stra 
viterbiensis Bact 


240818 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


240818 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


240818 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


240818 Bacteria_16S 


strain AS4.1521 1 
Actinobacteria; A 


240818 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


240818 Bacteria_16S 


nitratis strain A 
Bacteria; Proteob 


240818 Bacteria_16S 


orisratti strain 
orisratti Bacteri 


240818 Bacteria_16S 


strain DNP505 16S 
Actinobacteria; A 


240818 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


hyointestinalis s 


Campylobacterales 


240818 Bacteria_16S 


meridiei strain S 


Campylobacter hyointestinalis subsp. 


2259579 2259526 1 54 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2267367 2267314 1 54 gi 

ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2285744 2285691 1 54 gi 
54 16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2300617 2300564 1 54 
ribosomal RNA, partial sequence 


oc 


gi 


tes; Bacillales; Bacillaceae; Geobacillu 
2324980 2324927 1 54 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
2332441 2332392 1 50 gi 
NLEP-16143 16S ribosomal RNA, partial 


ia; Proteobacteria; Epsilonproteobacte 


s 
ri 


2382413 2382360 1 54 
ribosomal RNA, partial sequence 


gi 


tes; Bacillales; Planococcaceae; Sporo 
2406711 2406658 1 54 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2417594 2417541 1 54 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2422210 24221571 54 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2428181 2428088 1 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2438699 2438646 1 54 gi 


sa 


1 
ia 


s 
oc 


eq 
ae 


gi 


ctinobacteridae; Actinomycetales; Coryne 
2444807 2444754 1 54 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2470630 2470577 1 54 gi 
LJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2496128 2496075 1 54 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2497487 2497434 1 54 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2508215 2508162 1 54 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2526378 2526333 1 46 gi 
lawsonii strain CHY5 16S ribosomal 


e 
mi 


ce 
al 


s 
oc 
ne 


ce 
id 


ubsp. 


Campylobacteraceae; Campylobacter. 


v 


219857560 


219857555 
2266147 22676 


219857542 


219857530 
2299447 23008 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
240818 Bacteria_16S 


rhizobiaceae; Bosea. 
2312821 2312768 1 54 gi|219857521|ref|NR_025109.1 
in 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobac 


219857513 


219857508 


219857472 
2381197 23827 


219857456 
219857448 


219857445 


219857439 
2427049 24283 
omonadacea 
219857429 
6S ribosomal RNA, partial sequence 2437523 24389 


219857423 
219857403 
219857386 
219857385 
2496307 24977 


219857372 


219857360 


ref|NR_025148.1 
2258345 2259880 Strept 
cus. 


ref|NR_025143.1 


ref|NR_025130.1 


2284530 2285939 Bacill 


ref|NR_025118.1 


s 


ref|NR_025101.1 
67 2325209 Coryne 
nebacterineae; C 


23238 
es; Cory 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


equence 
a; Campy 


ref|NR_025060.1 


rcina. 
ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref |NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025033.1 

2421026 242250 
mycetales; Coryn 


sequence 
les; Clo 


equence 
occaceae 


uence 
Actino: 


’ 


ref|NR_025027.1 


ceanimonas. 
NR_025017.1 


e; 0 
ref 
bacterineae; Nocardiacea 
ref|NR_025011.1 
92 2445097 Planom 


24435 
crobium. 
ref |NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024974.1 

2494920 249625 
; Streptococcus. 
ref |NR_024973.1 


24694 
es; Ecto 
equence 
occaceae 


bacterineae; Nocardiacea 
ref |NR_024960.1 
00 2508520 Thermo 
Thermohalobacte 
ref |NR_024948.1 


rtial sequence 


25070 
iaceae; 


RNA, pa 


2548608 2548555 1 54 gi 
10 16S ribosomal RNA, partial sequence 


219857345 


r. 


Streptococcus iniae 
ococcus iniae Bacteria; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Geobacillus 
illus subterraneus 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Helicobacter 
4 Helicobacter 


licobacteraceae; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 

Sporosarcina 
arcina aquimarina 


Caloramator 
6 Caloramator 
oramator. 
Streptococcus 
5 Streptococcus 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Planomicrobium 
icrobium koreense 


Thioalkalivibrio 

kalivibrio nitratis 

ae; Thioalkalivibrio. 
Streptococcus 

6 Streptococcus 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Thermohalobacter 
halobacter berrensis 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


ref|NR_024933.1 
2547374 2548878 Desulf 


Desulfosporosinus 
osporosinus meridiei 


Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 


240818 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; 
240818 Bacteria_16S 


subsp. spizizenii 


2551607 2551554 1 


2563904 2563855 1 


54 


50 


gi| 219857343 
partial 


gi| 219857335 


Bacillaceae; 


ref|NR_024931.1| Bacillus subtilis 
sequence 2550394 2551802 Bacillus 
Bacillus. 


ref |NR_024923.1| Helicobacter 


mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 


mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Helicobacter. 


240818 Bacteria_16S 


strain ATCC 43186 
Firmicutes; 


strain ATCC 43198 
Firmicutes; 


strain ATCC 51266 
Firmicutes; 


mcmeekinii strain 
Bacteria; 


Bacteria; 


Lactobacillales; 
240818 Bacteria_16S 


Lactobacillales; 
240818 Bacteria_16S 


Lactobacillales; 
240818 Bacteria_16S 
selangorensis strain LMG 17710 16S ribosomal RNA, partial 
selangorensis Bacteria; 
240818 Bacteria_16S 


Firmicutes; 
240818 Bacteria_16S 

halotolerans strain NN 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillaceae; 


240818 Bacteria_16S 


2590025 2589972 1 


2591604 2591551 1 


2593178 2593125 1 


2617858 2617805 1 


Firmicutes; 
2622412 2622359 1 


Bacillales; 
2628562 2628509 1 


Bacillales; 
2634578 2634525 1 


54 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


E 
54 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


E 
54 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


E 
54 


54 


54 


54 


gi| 219857275 


nterococcus. 
gi|219857274 


nterococcus. 
gi|219857273 


nterococcus. 
gi|219857254 
gi|219857251 


Planomicrobium. 
gi|219857246 


Gracilibacillus. 
gi|219857236 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 


alkanoclasticum Bacteria; 
240818 Bacteria_16S 
DSM 


thomssenii strain 


Corynebacteriaceae; 


240818 Bacteria_16S 


Firmicutes; 
2655856 2655803 1 


Corynebacterium. 
2664755 2664702 1 


Bacillales; 


54 


54 


Planococcaceae; 
gi|219857221 


44276 16S ribosomal RNA, partial sequence 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi] 219857214 


Helicobacteraceae; 


ref|NR_024906.1| Enterococcus mundtii 


2588800 2590328 Enterococcus mundtii Bacteria; 


ref|NR_024905.1] Enterococcus cecorum 


2590379 2591887 Enterococcus cecorum Bacteria; 


ref|NR_024904.1| Enterococcus dispar 


2591938 2593451 Enterococcus dispar Bacteria; 


ref|NR_024885.1| Paralactobacillus 


sequence 2616635 2618129 Paralactobacillus 
Lactobacillales; Lactobacillaceae; 


Paralactobacillus. 


ref|NR_024881.1| Planomicrobium 


S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Planococcaceae; 


ref|NR_024876.1| Gracilibacillus 


2627322 2628862 Gracilibacillus halotolerans 


ref|NR_024864.1| Planomicrobium 
2633347 2634791 Planomicrobium 

Planomicrobium. 

ref|NR_024849.1| Corynebacterium 


2654667 2656138 Corynebacterium 
Corynebacterineae; 


ref|NR_024842.1] Streptococcus 


parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 


parasanguinis ATCC 15912 Bacteria; 
240818 Bacteria_16S 
ATCC 10556 16S ribosomal RNA, partial sequence 
Lactobacillales; 


sanguinis strain 
sanguinis Bacteria; 


240818 Bacteria_16S 
43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 


taberi strain DSM 


2666317 2666264 1 


Firmicutes; 
2667759 2667706 1 


Firmicutes; 


54 


54 


Lactobacillales; Streptococcaceae; 


gi| 219857213 


gi| 219857212 


Streptococcaceae; Streptococcus. 


Streptococcus. 
ref|NR_024841.1] Streptococcus 

2665089 2666548 Streptococcus 
ref 


NR_024840.1| Saccharopolyspora 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharopolyspora. 


240818 Bacteria_16S 


2669274 2669221 1 


54 


gi|219857211 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 


spinosa Bacteria; 
Pseudonocardiaceae; 


240818 Bacteria_16S 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
240818 Bacteria_16S 


strain MS1-3 16S 


strain IFM 10088 


Bacillales; 


Saccharopolyspora. 
2672306 2672257 1 


2678379 2678326 1 


2688878 2688825 1 


2697715 2697662 1 


Firmicutes; 
2699271 2699218 1 


Bacillus. 
2720351 2720298 1 


Nocardiaceae; Nocardia. 


240818 Bacteria_16S 


strain AM31D 16S 
Firmicutes; 


Bacillales; 
240818 Bacteria_16S 


2726485 2726432 1 


Bacillaceae; 
2747323 27472701 


50 


54 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
240818 Bacteria_16S 


54 


54 


Bacillales; 


54 
26 


54 


54 


ribosomal RNA, partial sequence 
Bacillus. 


54 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219857208 


gi|219857204 


gi|219857197 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
240818 Bacteria_16S 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; 
240818 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 
Bacillaceae; 
240818 Bacteria_16S 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


gi|219857190 


Bacillaceae; 
gi|219857189 


98052 2699555 Bacillus 


gi| 219857175 


gi|219857170 
2725265 27267 


gi| 219857156 


baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Rhodococcus. 


Helicobacteraceae; 


Anoxybacillus. 


ref|NR_024839.1] Saccharopolyspora 
2668117 2669581 Saccharopolyspora 
Pseudonocardineae; 
ref|NR_024836.1| Helicobacter ganmani 
ganmani Bacteria; 
Helicobacter. 


ref |NR_024832.1| Nocardia takedensis 


2677198 2678645 Nocardia takedensis Bacteria; 


Nocardiaceae; Nocardia. 
ref|NR_024825.1| Nocardia sienata 
13 Nocardia sienata Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_024818.1| Anoxybacillus 
2696496 2698001 Anoxybacillus 


ref|NR_024817.1| Bacillus asahii strain 


asahii Bacteria; Firmicutes; 
Nocardia 


ref|NR_024803.1 


sequence 2719156 2720654 Nocardia 
Actinomycetales; 


Corynebacterineae; 


ref|NR_024798.1| Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 


ref|NR_024784.1| Rhodococcus 
2746146 2747493 Rhodococcus 


240818 Bacteria_16S 


strain GTC 854 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
240818 Bacteria_16S 


strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


240818 Bacteria_16S 


strain EJ2M-B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thi 


240818 Bacteria_16S 


amylolyticum strain MBIC4355 16S ribosomal RNA, partial 
amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Fl 


240818 Bacteria_16S 
mesophilum strain 
mesophilum Bacteria; 
240818 Bacteria_16S 
strain MK703-102F 


240818 Bacteria_16S 
strain ATCC 70069 
Firmicutes; Clost 
240818 Bacteria_16S 
weihenstephanensi 
weihenstephanensi 
240818 Bacteria_16S 
strain DSM11031 1 
Firmicutes; Bacil 


240818 Bacteria_16S 2873286 2873233 1 54 gi| 219856876 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240818 Bacteria_16S 2874874 2874821 1 54 gi| 219856875 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 

naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

240818 Bacteria_16S 2876449 2876396 1 54 gi| 219856874 


strain IFO15718 1 
Firmicutes; Bacil 
240818 Bacteria_16S 
IFO15715 16S ribo 
Bacillales; Bacil 
240818 Bacteria_16S 
strain JCM9731 16 
Firmicutes; Bacil 
240818 Bacteria_16S 
strain JCM9070 16 
Firmicutes; Bacil 
240818 Bacteria_16S 


strain GTC848 16S ribosomal RNA, partial sequence 
Streptococcaceae; 


Firmicutes; 
240818 Bacteria_16S 


minutulum strain ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


240818 Bacteria_16S 
cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiaceae; 
240818 Bacteria_16S 
strain 176 16S ri 
Firmicutes; Lacto 
240818 Bacteria_16S 
strain STR Tl 16S 
Firmicutes; Lacto 
240818 Bacteria_16S 
strain JaH 16S ri 
Firmicutes; Bacil 
240818 Bacteria_16S 
strain 10.268-1 1 


240818 Bacteria_16S 


wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 


ridia; 


s Bacteria; 


lales; 


lales; 


lales; 


lales; 


Lactobacillales; 


bacillales; 


bacillales; 


lales; 


2769738 2769685 1 


Bacillaceae; 
2771248 2771195 1 


2781891 2781838 1 


2811976 2811923 1 


2813470 2813417 1 
Bacteroidetes; 
2834653 2834600 1 
2846877 2846824 1 


Clostridiales; 
2870127 2870074 1 


Firmicutes; 
2871707 2871654 1 


Bacillaceae; 


Bacillaceae; 
2879597 2879544 1 


Bacillus. 
2881163 2881110 1 


Bacillaceae; 
2882714 2882661 1 


Bacillaceae; 
2925326 2925273 1 
2928223 29281701 


2938717 2938664 1 


Actinoalloteichus. 
2962901 2962848 1 


2964450 2964397 1 
2984319 2984266 1 
Bacillaceae; 


2985815 2985762 1 


2987337 2987284 1 


54 


Bacillus. 


54 


54 


54 


54 


MBIC1140 16S ribosomal RNA, partial s 
Flavobacteria; 


54 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


54 


7 16S ribosomal RNA, partial sequence 
Clostridiales Fa 


54 


s strain DSM11821 16S ribosomal RNA, p 
Bacillales; 


54 


6S ribosomal RNA, partial sequence 
Bacillus. 


6S ribosomal RNA, partial sequence 2875223 28767 
Bacillus. 


54 


somal RNA, partial sequence 2878366 2879894 Bacil 
laceae; 


54 


S ribosomal RNA, partial sequence 
Bacillus. 


54 


S ribosomal RNA, partial sequence 
Bacillus. 


54 


54 


54 


in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


54 


bosomal RNA, partial sequence 
Streptococcaceae; 


54 


ribosomal RNA, partial sequence 
Streptococcaceae; 


54 


bosomal RNA, partial sequence 
Bacillus. 


54 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


54 


gi| 219857138 
2768556 27700 
gi| 219857137 
nebacterin 
gi| 219857129 
2780730 27821 
otrichacea 
219857109 
sequence 
avobacteri 
219857108 
equence 
obacterial 
219856901 
28334 
nebacterin 
219856893 
28456 
mily XIII. 
219856878 
artial seq 
Bacillaceae; 
gi| 219856877 
2870477 28720 


gi 


gi 


Flav 
gi 


gi 


gi 


gi|219856872 


gi|219856871 
2879945 28814 


gi| 219856870 
2881499 28830 


gi| 219856840 
2924131 29254 
Streptococcus. 

gi| 219856838 
sequence 
Oceanosp 
19856831 
sequence 
Actinomy 


gi|2 
1 
7 


gi| 219856815 
2961676 29631 
Streptococcus. 
gi| 219856814 
2963222 29647 
Streptococcus. 
gi| 219846934 
2983106 29845 


gi| 219846933 


nebacterin 


re 


re 


re 


e; 


re 


re 


re 


66 


re 


66 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 


re 


gi| 219846932 


re 


ales 


es; 


eae; 


Inc 


uenc 
Bac 


lus 


ead 


ceta 


£ 


£ 


Nocardiace 
f 
Thiothrix. 
f 
2810779 28122 
Flavobact 


v 


f 
2812273 28137 
Flavobacter 
f 
2834941 Nocar 
Nocardiace 
f 
2847142 Mogib 
ertae Sedis 
f 
28688 
Baci 


e 
illus; 
£ 


£ 


£ 
2873633 28751 
f 
f 


flexus Bact 


f 


£ 


£ 


f 
2927022 29284 
lales; Mari 
f 
2937540 29390 
les; Pseudo 


£ 


£ 


£ 


£ 


Nocardiace 


£ 


NR_024766.1 
07 Bacillus okuhidensis Bacteria; 


NR_024765.1 
50 Rhodococcus jostii Bacteria; 
eae; 
NR_024757.1 
46 Thiothrix flexilis Bacteria; 


NR_024737.1 


NR_024736.1 


NR_024722.1 


NR_024712.1 


NR_024697.1 


NR_024696.1 
06 Bacillus vallismortis Bacteria; 


NR_024695.1 
82 Bacillus niacini Bacteria; 


NR_024694.1 


NR_024693.1 
48 Bacillus mojavensis Bacteria; 


NR_024691.1 


NR_024690.1 
48 Bacillus carboniphilus Bacteria; 


NR_024689.1 
13 Bacillus atrophaeus Bacteria; 


NR_024659.1 
69 Streptococcus 


NR_024657.1 


NR_024650.1 


NR_024634.1 
71 Streptococcus 


NR_024633.1 
20 Streptococcus 


NR_026526.1 
83 Bacillus vedderi Bacteria; 


NR_026525.1 
05 Nocardia flavorosea Bacteria; 
eae; 
NR_026524.1 
2986156 2987629 Rhodococcus 


a 


2 
e. 


1 
i 


d 
a 


a 


, 


9 
1 


7 


e 


7 
n 


0 
n 


a 


Bacillus okuhidensis 


Rhodococcus jostii 


e; Rhodococcus. 
Thiothrix flexilis 


Tenacibaculum 

2 Tenacibaculum 

riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 

Mogibacterium vescum 

cterium vescum Bacteria; 
Mogibacterium. 
Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


Bacillus niacini 
Pullulanibacillus 
2 Pullulanibacillus 
Bacillus mojavensis 
Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 
Bacillus atrophaeus 
Streptococcus peroris 
peroris Bacteria; 
Marinospirillum 
7 Marinospirillum 
ospirillum. 
Actinoalloteichus 
7 Actinoalloteichus 


ocardineae; 


Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Bacillus vedderi 


Nocardia flavorosea 


e; Nocardia. 


Rhodococcus 


wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Rhodococcus. 


240818 Bacteria_16S 


strain IFO 15059 


strain DSM 3670 1 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
240818 Bacteria_16S 


strain SG3902 16S 
Firmicutes; Clost 


240818 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


240818 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


240818 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


240818 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


240818 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


240818 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


240818 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


240818 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


240818 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain m1134/97/1 
Firmicutes; Lacto 


240818 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


240818 Bacteria_16S 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


240818 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


240818 Bacteria_16S 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


240818 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


240818 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


240818 Bacteria_16S 


pontiacus ChLG-10 


2988863 2988810 1 54 gi 


2999518 2999465 1 54 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3001090 3001037 1 54 gi 


lales; Bacillaceae; Geobacillus. 
3005682 3005629 1 54 gi 
6 16S ribosomal RNA, partial sequence 


3017786 3017733 1 54 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
3025253 3025200 1 54 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3028249 3028196 1 54 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3038960 3038907 1 54 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3042003 3041950 1 54 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3048117 3048064 1 54 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3049658 3049605 1 54 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; E 
3063332 3063263 1 69 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


gi 


3064875 3064822 1 54 gi 


bacillales; Streptococcaceae; 


3067794 3067717 4 80 


Streptoc 
gi 


lales; Bacillales Family XI. Incertae 
3070728 3070675 1 54 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3091788 3091735 1 54 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Ignavigranu: 
3097872 3097819 1 54 gi 
MMZ 2439 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 
3100819 3100766 1 
mal RNA, partial sequence 


54 gi 


Aerococcaceae; Facklamia. 
3120394 3120341 1 54 gi 
MMZ 2415 16S ribosomal RNA, partial se 


v 
e; 


Actinobacteria; Actinobacteridae; Ac 
Corynebacterium. 
3121851 3121798 1 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123398 3123345 1 54 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3126383 3126330 1 54 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


54 gi 


P 


219846931 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240818 Bacteria_16S 
flavithermus stra 
flavithermus Bact 
240818 Bacteria_16S 


ne 
219846924 
sequence 
eae; 
219846923 


6S ribosomal RNA, partial sequence 2999867 30013 


219846920 

30045 

locystacea 
219846912 


3016582 30179 


ceae; Oren 
219846907 
quence 

ococcaceae 
219846905 
ial sequen 
tridiales; 
219846897 


3037737 30392 


s. 
219846895 


3040796 30422 


219846890 
sequence 
rococcacea 
219846889 
30484 
remococcus 
219846880 
sequence 
eria; 


219846879 


16S ribosomal RNA, partial sequence 3063651 30650 


occus. 
219846877 


16S ribosomal RNA, partial sequence 3066573 30679 


Sedis; 
219846875 
30695 
Ss. 
219846861 


3090574 30919 


m. 
219846857 
quence 
tinomyceta 


219846855 


3099595 3101003 Fackl 


219846842 
quence 
tinomyceta 


219846841 
equence 
llaceae; 
219846840 
ence 31221 
urinibacil 
219846838 
sequence 
ria; Rhizo 


3144313 3144244 1 69 gi 
16S ribosomal RNA, partial sequence 


219846826 


bacterin 


Anoxy 


Rhod 


Aneur 


ref|NR_026523.1 
eae; Gordoniacea 
ref|NR_026516.1 

2998293 299981 
bacillus. 
ref|NR_026515.1 


ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref |NR_026504.1 


ia. 
ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 


ref|NR_026489.1 


ref |NR_026487.1 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref|NR_026481.1 
54 3049838 Eremoc 
ref |NR_026472.1 

3062186 306360 
obacterales; Rho 


ref|NR_026471.1 
27 Streptococcus 


ref|NR_026469.1 


ref |NR_026467.1 
11 3070973 Vagoco 


ref |NR_026453.1 
90 Ignavigranum 


ref|NR_026449.1 
3096668 309807 
les; Corynebacte 


ref 
amia 


NR_026447.1 
ignava Bact 


ref|NR_026434.1 
119211 312059 


Corynebacte 


w 


les; 


NR_026433.1 
120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


ref 


Ww 


w 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Anoxybacillus 
6 Anoxybacillus 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Enterococcus 
9 Enterococcus 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Facklamia 
3 Facklamia 


Eremococcus coleocola 
occus coleocola 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 
Streptococcus ovis 
ovis Bacteria; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Corynebacterium 
1 Corynebacterium 
rineae; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


ref|NR_026418.1 


Sulfitobacter 


3143169 3144565 Sulfitobacter pontiacus 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 


240818 Bacteria_16S 
falsenii CCUG 33651 16S 
Bacteria; Actinobacteria; 
Corynebacterium. 
240818 Bacteria_16S 


3148830 3148777 1 


3162641 3162572 1 


54 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


69 


gi| 219846823 


gi| 219846814 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 


heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; 


Antarctobacter. 
240818 Bacteria_16S 
strain Ekho Lake-172 16S 
Proteobacteria; Alphaproteobacteria; 
240818 Bacteria_16S 
mucifaciens strain DMMZ 


Corynebacteriaceae; 
240818 Bacteria_16S 
singulare strain IBS B52218 16S 
singulare Bacteria; 
Corynebacteriaceae; 


Corynebacterium. 


Corynebacterium. 


3164104 3164035 1 


3179393 3179340 1 


69 


ribosomal RNA, partial sequence 


54 


54 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 


gi| 219846813 


gi|219846804 


2278 16S ribosomal RNA, partial sequence 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; 


219846802 
sequence 


gi 


Rhodobacterales; 


Actinomycetales; 


inomycetales; 


240818 Bacteria_16S 
strain ATCC 700628 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
240818 Bacteria_16S 


Firmicutes; 


3180797 3180744 1 54 gi 


Facklamia. 


3200811 3200758 1 54 gi 


219846801 


31795 


219846788 


kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
240818 Bacteria_16S 
mastitidis strain 


Corynebacterium. 


240818 Bacteria_16S 3208238 3208185 1 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
240818 Bacteria_16S 3214211 32141581 
lipophiloflavum strain DSM 44291 
lipophiloflavum Bacteria; 
Corynebacteriaceae; Corynebacterium. 
240818 Bacteria_16S 3215734 3215681 1 


imitans strain 2023 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


Bacteria; Actinobacteria; 
Corynebacterium. 


240818 Bacteria_16S 3217287 32172341 


3206713 3206660 1 
S-8 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


54 


54 


54 


54 


54 


219846784 
32055 


gi 
219846783 


gi 


gi|219846778 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


219846777 
32145 


gi 


gi|219846776 


thoraltensis strain S69 16S ribosomal RNA, partial sequence 32160 


Bacteria; Firmicutes; 
240818 Bacteria_16S 

strain NR-27 16S 
Bacteroidetes; Sphingobacteria; 
240818 Bacteria_16S 3220354 3220305 1 
platensis strain 
Bacteria; Firmicutes; 
240818 Bacteria_16S 

strain NCTC 9810 
Firmicutes; 
240818 Bacteria_16S 
strain DSM 10020 
Firmicutes; 
240818 Bacteria_16S 


Lactobacillales; 
3218833 3218780 1 


Clostridia; 
3229387 3229334 1 


Clostridia; Clostridiales; 
3232371.3232318 1 


Clostridia; Clostridiales; 
3274710 3274657 1 


Streptococcaceae; 


54 


ribosomal RNA, partial sequence 


50 


3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


54 


Streptoc 
gi| 219846775 
3217640 32191 


Sphingobacteriales; Flammeovirgac 


219846774 
32191 


gi 


gi|219846768 


16S ribosomal RNA, partial sequence 3228194 32296 


Clostridiales Family XI. I 


54 


gi|219846766 


16S ribosomal RNA, partial sequence 3231181 32326 


Clostridiales Family XI. I 


54 


gi|219846738 


strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 


Firmicutes; Clostridia; Clostridiales; 
240818 Bacteria_16S 3276219 3276166 1 


Eubacteriaceae; 


54 


Eubacteriu 


gi| 219846737 


strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 32765 


Firmicutes; 
240818 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
240818 Bacteria_16S 


Clostridia; Clostridiales; 
3279247 32791941 


Firmicutes; 
3391892 3391839 1 


Clostridia; 


Eubacteriaceae; 


54 


54 


Acetobacte 


gi|219846735 


DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


Eubact 


gi|219846651 


strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 


Fusobacteria; 
240818 Bacteria_16S 


3430987 34309341 


54 


Fusobacteriales; Fusobacteriaceae; Propionigenium. 


gi| 219846624 


matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


Corynebacterineae; C 


Actinomycetales; 


Actinomycetales; 


Corynebacterineae; C 


Thermodesulfobiaceae; C 


ref |NR_026415.1 


NR_026406.1 
161511 316291 


ref 


w 


ref|NR_026405.1 
Roseovari 
NR_026396.1 
175122 317658 
Coryneba 


ref 


w 


ref|NR_026394.1 
3178210 317953 
Corynebact 


ref |NR_026393.1 
83 3181087 Fackla 
ref |NR_026380.1 

319961 


ref |NR_026376.1 
25 3207001 Coryne 


ref|NR_026375.1 


Coryne 
ref|NR_026370.1 


321302 
Cory 


ref |NR_026369.1 
49 3216020 Coryne 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026367.1 


eae; Thermonema. 
ref |NR_026366.1 
55 3220600 Coprot 


ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; A 
ref |NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026330.1 


m. 
ref |NR_026329.1 
rium. 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026243.1 


Corynebacterium 


3147642 3149116 Corynebacterium falsenii 
Corynebacterineae; Corynebacteriaceae; 


Antarctobacter 
0 Antarctobacter 


Rhodobacteraceae; 


Roseovarius tolerans 


3162961 3164378 Roseovarius tolerans Bacteria; 
Rhodobacterales; Rhodobacteraceae; 
3176299 3176246 1 


us. 
Corynebacterium 

0 Corynebacterium 

cterineae; 


Corynebacterium 
2 Corynebacterium 
erineae; 


Facklamia hominis 
mia hominis Bacteria; 


Corynebacterium 
4 3201013 Corynebacterium 


Actinomycetales; Corynebacterineae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Streptococcus 
ococcus thoraltensis 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Anaerococcus octavius 


octavius Bacteria; 


naerococcus. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 

2 Acetobacterium 
acterium. 
Propionigenium maris 


40 Propionigenium maris Bacteria; 


ref|NR_026216.1 
3429781 343112 


Corynebacterium 
4 Corynebacterium 


240818 Bacteria_16S 


3432360 3432307 1 


54 


gi| 219846623 


amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 


amycolatum Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 


240818 Bacteria_16S 


3433808 3433755 1 


54 


Actinomyce 


gi| 219846621 


xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 34326 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
240818 Bacteria_16S 


3435166 3435113 1 


54 


Cory 


gi|219846620 


pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 


pilosum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


240818 Bacteria_16S 


3436598 3436545 1 


54 


Actinobacteria; Actinobacteridae; Actinomycetal 


gi|219846619 


strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


Corynebacterium. 
240818 Bacteria_16S 
strain DSM 43205 


3473104 3473051 1 


54 


gi|219846594 


16S ribosomal RNA, partial sequence 3471913 34733 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


240818 Bacteria_16S 
strain : 


DSM43338 16S ribosomal RNA, 


3474639 3474586 1 


54 


complete sequence 


219846593 
34734 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


240818 Bacteria_16S 


3476162 3476109 1 


54 


gi|219846592 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


240818 Bacteria_16S 


marinonascens strain DSM 43752 16S ribosomal RNA, partial 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
240818 Bacteria_16S 


3477688 3477635 1 


3526107 3526054 1 


54 


54 


219846591 
sequenc 


gi 


gi| 219846559 


strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 35264 


Firmicutes; 
240818 Bacteria_16S 


neopropionicum strain DSM 3847 16S ribosomal RNA, 
neopropionicum Bacteria; 


240818 Bacteria_16S 
pseudalcaliphilus 
pseudalcaliphilus 
240818 Bacteria_16S 


Clostridia; 


Clostridiales; 
3527668 3527615 1 


Firmicutes; 
3535234 35351811 


Firmicutes; 
3536801 3536748 1 


Clostridia; 


Clostridiaceae; 


54 


54 


Bacillales; 
54 


strain DSM 8723 16S ribosomal RNA, partial sequence 


Firmicutes; 


240818 Bacteria 16S 


Bacillales; 


Bacillaceae; 
3538357 3538304 1 


Bacillus. 


54 


strain DSM 8722 16S ribosomal RNA, partial sequence 


Firmicutes; 


240818 Bacteria 16S 


Bacillales; 


Bacillaceae; 
3539928 3539875 1 


Bacillus. 


54 


strain DSM 8721 16S ribosomal RNA, partial sequence 


Firmicutes; 
240818 Bacteria 


16S 


Bacillales; 


Bacillaceae; 
3543055 3543002 1 


Bacillus. 


54 


strain DSM 8716 16S ribosomal RNA, partial sequence 


Firmicutes; 
240818 Bacteria_ 
strain DSM 8715 
Firmicutes; 
240818 Bacteria_16S 


16S 


DSM 6307 16S ribosomal RNA, 
Bacillaceae; 


Bacillales; 
240818 Bacteria_16S 
strain 234/92 16S 


Actinobacteria; Actinobacteridae; 


240818 Bacteria_16S 


Bacillales; 


16S ribosomal RNA, 
Bacillales; 


Bacillaceae; 
3544611 3544558 1 


Bacillaceae; 
3546167 3546114 1 


Bacillus. 
3572054 3572001 1 


3596439 3596358 1 


Bacillus. 


54 


complete sequence 
Bacillus. 


54 


complete sequence 


54 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


81 


strain 743A 16S ribosomal RNA, partial sequence 


Firmicutes; 
240818 Bacteria_16S 
strain NCIMB 629 
Firmicutes; 
240818 Bacteria_16S 
strain NCIMB 1493 
Firmicutes; 
240818 Bacteria_16S 


strain MIT 95-1707 16S ribosomal RNA, partial sequence 


Clostridia; 


Clostridiales; 
3610205 3610152 1 


Planococcaceae; 
3611687 3611634 1 


Planococcaceae; 
3635701 3635652 1 


Clostridiaceae; 


54 


Planococcus. 
54 


16S ribosomal RNA, partial sequence 
Bacillales; 


Planococcus. 
50 


Clostridiu 


gi|219846558 


complete sequen 
Clostridiales; 


Cc 


gi| 219846553 


DSM 8725 16S ribosomal RNA, partial sequence 
Bacteria; 


Bacillaceae; 
gi|219846552 
3535585 35370 


gi|219846551 
3537139 35386 


gi| 219846550 
3538695 35402 


gi|219846548 
3541838 35433 


gi| 219846547 
3543393 35448 


gi|219846546 
3544949 35464 


gi|219846528 
3570843 35723 
Turicella. 

gi|219846511 
3595254 35967 
Clostridiu 


gi|219846499 


16S ribosomal RNA, partial sequence 3608971 36104 
Bacillales; 


219846498 
36104 


gi 


219846482 


gi 


Actinomycetales; 


NR_026215.1 
3431175 343257 
tales; Corynebac 


ref|NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


NR_026212.1 
3433993 343537 
es; Corynebacter 


ref |NR_026211.1 


eae; Corynebacte 


ref|NR_026186.1 
eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026184.1 


eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
Coryne 
ref|NR_026151.1 
m. 
ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 


NR_026144.1 
88 Bacillus 


ref|NR_026143.1 
44 Bacillus 


ref|NR_026142.1 
15 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026138.1 


ref|NR_026120.1 


ref|NR_026103.1 


mM. 


ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref 


54 Bacillus cohnii Bacteria; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 
8 Clostridium 
lostridium. 

Bacillus 
4 Bacillus 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Helicobacter rodentium 


NR_026074.1 


3634529 3635951 Helicobacter rodentium 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


240818 Bacteria_16S 


halophilum strain 
halophilum Bacter 


240818 Bacteria_16S 


restrictus strain 
restrictus Bacter 


240818 Bacteria_16S 


chlororespirans s 
chlororespirans B 


240818 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


240818 Bacteria_16S 


strain E-37 16S r 
Proteobacteria; A 


240818 Bacteria_16S 


sporothermodurans 
sporothermodurans 


240818 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


240818 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


240818 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


240818 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


240818 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


240818 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


240818 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


240818 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


240818 Bacteria_16S 


strain MB-G2 16S 
Proteobacteria; A 


240818 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


240818 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


240818 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


240818 Bacteria_16S 


strain IAM 13153 
Proteobacteria; A 


240818 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


3654048 3653995 1 54 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3666373 3666320 1 54 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3686037 3685984 1 54 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3702600 3702547 1 54 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
3717547 3717478 1 69 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3723705 3723652 1 54 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3808867 3808814 1 54 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3812000 3811947 1 54 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3818152 3818107 1 46 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3821210 3821157 1 54 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


se 
le 


qu 
le 


se 
ri 


Flavobact 


gi 
ho 


J: 
il 


en 
ob 


e; 
2 


ob 


rt 
er 


3869632 3869587 1 46 gi 
in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 
3881985 3881932 1 54 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
Es 


nc 
ob 


qu 
na 


3895973 3895924 1 50 
ribosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydia. 
3897553 3897500 1 54 


gi 


gi 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3960510 3960457 1 54 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 

3963509 3963464 22 66 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3966469 3966428 29 69 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


ho 


gi 
ma 


s 
a; 


3976731 3976690 27 67 gi 
16S ribosomal RNA, complete sequence 

lphaproteobacteria; Rhizobiales; Bruce 
3982447 39823941 54 gi 


J: 


avobacteria; Flavobacteriales; Flavobact 


240818 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


3994328 3994275 1 54 gi 


219846469 


219846461 


219846447 


219846435 


3701387 37028 


219846425 


3716418 37177 


219846419 


219846357 


219846355 


19846351 


219846349 


219846316 


219846308 


219846298 
3894733 38962 


219846297 


X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetrag 
tes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

3906613 3906560 1 54 gi|219846291|ref|NR_025881.1 
ain L-1 16S ribosomal RNA, complete sequence 3905392 390691 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 

3931066 3931013 1 54 gi|219846274|ref|NR_025864.1 
in IFO 12536 16S ribosomal RNA, partial sequence 3929851 393132 
eria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

3955989 3955920 1 69 gi| 219846255 |ref|NR_025845.1 


3954838 39562 


219846252 
3959295 39607 


219846250 
3962329 39637 


219846248 


219846241 


219846237 


6S ribosomal RNA, partial sequence 3981260 39826 


219846229 


ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref|NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref|NR_026026.1 
64 Gelidibacter 
eriaceae; Gelidibacter. 


ref|NR_026016.1 


quence 
s; Pepto 


ence 
s; Pepto 


quence 
diales; 


dobacteraceae; Sagittul 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref |NR_025940.1 
ence 382000 
ylobacterales; H 


sequence 
laceae; 


ce 38076 
acterale 


38107 
Carnoba 


38169 
acterale 


ial sequ 
ia; Camp 


ref|NR_025906.1 
19 3869879 Arcoba 
s; Campylobacter 
ref|NR_025898.1 
3880766 388228 
rales; Thermoana 


e 38684 
acterale 


ence 
erobacte 


ref|NR_025888.1 


ref |NR_025887.1 


dobacteracea 


ref 


e; Rhodovulu 
NR_025842.1 


ref |NR_025840.1 


monadaceae; Rhodoferax. 
ref|NR_025838.1 

3965346 396678 
monadales; Sphin 


equence 
Sphingo 


ref|NR_025831.1 
07 3977021 Mycopl 
Mycoplana. 
ref |NR_025827.1 


39756 
aceae; 


eriaceae; Bizionia. 


77 Bacillus firmus Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Dehalobacter 
8 Dehalobacter 
obacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Gelidibacter algens 


algens Bacteria; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 
a. 


Bacillus 
9 Bacillus 


Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Carnobacterium 
acterium funditum 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter 
8 3821492 Helicobacter 
elicobacteraceae; 


Arcobacter 

cter nitrofigilis 

aceae; Arcobacter. 
Thermoanaerobacter 

7 Thermoanaerobacter 

erobacteraceae; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Pseudomonas 
8 Pseudomonas 


udomonadaceae; 


Planomicrobium 
2 Planomicrobium 


Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Bacillus firmus strain 
Firmicutes; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Mycoplana bullata 
ana bullata Bacteria; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


ref |NR_025819.1 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


Geobacillus tepidamans 


3993148 3994594 Geobacillus tepidamans Bacteria; 


240818 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


240818 Bacteria_16S 
KMM 3906 16S ribosomal RNA, partial sequence 
Flavobacteria; 


epiphytica strain 
epiphytica Bacter 


240818 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


240818 Bacteria_16S 


strain SW-154 16S 
Proteobacteria; G 


R-7190 16S riboso: 
Bacillales; Bacil 


240818 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


240818 Bacteria_16S 


stackebrandtii st 
stackebrandtii Ba 


240818 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; 


strain TF-22T 16S 
Proteobacteria; G 


240818 Bacteria_16S 


strain AS 4.1860 


strain A828 16S r 


strain W4937 16S 


strain ON59 16S r 
Firmicutes; Lacto 


240818 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Aestuariibacter. 


240818 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


240818 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


240818 Bacteria_16S 


strain KMM 3554 1 
Proteobacteria; A 


240818 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


240818 Bacteria_16S 


nitratireducens s 
nitratireducens B 


240818 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


240818 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


strain N-3 16S ri 
Firmicutes; Bacil 


4013847 40137941 


avobacteria; 
4015327 40152741 


Bacteroidetes; 

4016806 4016753 1 
in KMM 3907 16S 
eria; Bacteroidetes; 


ia; 


4018298 4018245 1 


4041198 40411451 


Bacillus. 
4042656 4042603 1 


laceae; 


lales; Bacillaceae; 
4044188 40441351 
cteria; Firmicutes; 
4045690 4045637 1 


4075778 4075725 1 


4109008 4108955 1 


4116515 4116462 1 
ribosomal RNA, 


4118090 4118037 1 


bacillales; 
4128807 41287541 
JC2043 
ia; 


4131804 41317511 
SF-57 
tes; Bacillales; 
4162832 4162779 1 


avobacteria; 
4167321 4167252 1 
KMM 358 
a; 


4168803 4168734 1 


lphaproteobacteria; 
4171939 4171886 1 


bacillales; 
4173463 41734101 
train M 
acteria; Firmicutes; 
4184173 41841201 
n SC 56 
ria; Firmicutes; 
4197852 4197799 1 


4212884 42128311 
bosomal RNA, 
lales; Bacillaceae; 


240818 Bacteria_16S 


4220560 4220507 1 


mal RNA, partial sequence 


Clostridia; 


osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 
240818 Bacteria_16S 


54 


6S ribosomal RNA, partial sequence 4012648 401 
Flavobacteriales; 


54 


Flavobacteria; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 
240818 Bacteria_16S 


ribosomal RNA, partial sequence 
Bacillus. 


54 


54 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
240818 Bacteria_16S 


Rhizobiales; 


54 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
240818 Bacteria_16S 


54 


ibosomal RNA, partial sequence 
Streptococcaceae; 


54 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


54 


Planococcaceae; 


54 


69 


4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobac 


69 


54 


S ribosomal RNA, partial sequence 


Enterococcaceae; Vagococcus. 


54 


et 79 16S ribosomal RNA, partial 
Clostridia; 


54 


54 


54 


complete sequence 
Geobacillus. 


54 


Streptococcus. 


gi| 219846214 


gi|219846213 


rain K22-03 16S ribosomal RNA, partial sequence 
Bacillales; 


Flavobacteriales; Flavobacteri 

54 gi|219846212|ref|NR_025802.1 

ribosomal RNA, partial sequence 4015607 401703 

Flavobacteriales; Flavobacte 

54 gi|219846211|ref|NR_025801.1 
4017086 40185 

54 gi|219846196|ref|NR_025786.1 

4039998 4041459 Bacillus fordii Bacte 

54 gi|219846195|ref|NR_025785.1 
4041510 40429 

54 gi|219846191|ref|NR_025781.1 

4042976 404443 

Planococcaceae; Planococcus. 
54 gi|219846190|ref|NR_025780.1 


4044490 40459 


gi|219846169 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
240818 Bacteria_16S 


gi|219846146 
4107869 41092 


Bartonellaceae; 


gi|219846140 
4115405 41168 


gi| 219846139 
4116858 41183 
gi|219846131 


gi|219846126 


16S ribosomal RNA, partial sequence 41305 
Marinibacillus. 


gi|219846106 


6S ribosomal RNA, partial sequence 4161641 41630 
Flavobacteriales; 


gi|219846102 


gi|219846101 


6S ribosomal RNA, partial sequence 4167649 41690 
Rhodobacterales; Rhodobacteraceae; 


gi| 219846099 
4170715 41722 


219846098 
sequence 


gi 


Clostridiales; 


gi| 219846088 


2 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi|219846077 
4196627 41980 


gi|219846067 
4211641 42131 


gi| 219846061 


lactatifermentans strain G17 16S ribosomal RNA, partial sequence 


lactatifermentans 


Bacteria; Firmicutes; 


Clostridia; 


Clostridiales 


40 
Flavobacteriaceae; 


Alteromonadales; 


Peptostreptococcacea 


ref|NR_025804.1 
Winogradskyell 
ref|NR_025803.1 

4014130 401555 


Alteromon 
ref|NR_025759.1 
Nocardiacea 
ref|NR_025736.1 
Bartonella. 
ref|NR_025730.1 


Nocardiacea 
ref|NR_025729.1 
54 Streptococcus 
ref|NR_025721.1 
127615 412904 
Altero 


rs 


ref|NR_025716.1 
88 4132093 Marini 
ref|NR_025696.1 
Algibacter. 
ref |NR_025692.1 


166170 416759 
terales; Rhodoba 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
Sulfitoba 


ref|NR_025689.1 


ref|NR_025688.1 
4172278 417374 
Eubacteriaceae; 
ref |NR_025678.1 
183005 418440 


rs 


ref |NR_025667.1 
08 Anoxybacillus 


ref |NR_025657.1 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 

Winodgradskyella 

6 Winodgradskyella 

aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 

riaceae; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Streptococcus minor 
minor Bacteria; 


Aestuariibacter 
8 Aestuariibacter 


monadaceae; 


Marinibacillus 
bacillus campisalis 


Algibacter lectus 


67 Algibacter lectus Bacteria; 
Flavobacteriaceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 
Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Garciella 

8 Garciella 

Garciella. 

Tepidibacter 

8 Tepidibacter 

e; Tepidibacter. 
Anoxybacillus gonensis 
gonensis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


ref|NR_025651.1 
4219342 422083 
; Clostridiaceae 


Clostridium 
8 Clostridium 
; Clostridium. 


240818 Bacteria_16S 4222113 4222060 1 54 gi|219846060|ref|NR_025650.1 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 
Bacillales; Bacillaceae; Anaerobacillus. 

240818 Bacteria_16S 4232622 4232553 1 69 gi| 219846047 |ref|NR_025637.1 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 423288 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterale 
Leisingera. 

240818 Bacteria_16S 4243138 4243085 1 54 gi|219846040|ref|NR_025630.1 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 424342 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococ 
240818 Bacteria_16S 306827 306755 4 75 gi| 265678856 |ref|NR_029162.1 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsi 
240818 Bacteria_16S 308394 308362 22 54 gi| 265678855 |ref|NR_029161.1 


strain KS 0043 16 


S ribosomal RNA, 


complete sequence 307188 30872 


Bacillus macyae strain 
ria; Firmicutes; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Streptococcus 
4 Streptococcus 
cus. 
Neorickettsia risticii 
risticii Bacteria; 
a. 
Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

240818 Bacteria_16S 388628 388580 4 52 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

240818 Bacteria_16S 394785 394705 1 80 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

240818 Bacteria_16S 499373 499341 22 54 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

240818 Bacteria_16S 500925 500893 22 54 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

240818 Bacteria_16S 577057 577025 22 54 gi| 265678668 |ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
240818 Bacteria_16S 716089 716041 1 49 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

240818 Bacteria_16S 942916 942884 22 54 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

240818 Bacteria_16S 944479 944447 22 54 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

240818 Bacteria_16S 946042 946010 22 54 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

240818 Bacteria_16S 947606 947574 22 54 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

240818 Bacteria_16S 949168 949136 22 54 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

240818 Bacteria_16S 950733 950701 22 54 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

240818 Bacteria_16S 952292 952260 22 54 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

240818 Bacteria_16S 953843 953811 22 54 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

240818 Bacteria_16S 955403 955371 22 54 gi| 265678409 |ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

240818 Bacteria_16S 1037983 1037951 22 54 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

240818 Bacteria_16S 1198315 1198283 22 54 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
240818 Bacteria_16S 1239097 1239049 1 49 gi|219878163|ref|NR_025302.1]| Aminobacter 


niigataensis strain DSM7050 16S ribosomal RNA, partial sequence 


1237929 123939 


4 Aminobacter 


niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 


240818 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


240818 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


240818 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


240818 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


240818 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


240818 Bacteria_16S 
6S ribosomal RNA, partial sequence 2050314 20518 


strain DSM 5192 1 
Firmicutes; Clost 


240818 Bacteria_16S 


henchirensis stra 
henchirensis Bact 


240818 Bacteria_16S 


strain KF46F 16S 


Proteobacteria; B 


240818 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


240818 Bacteria_16S 


denitrificans str 
denitrificans Bac 


240818 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


240818 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


240818 Bacteria_16S 


palleronii strain 
palleronii Bacter 


1240613 1240565 1 49 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1481335 1481303 22 54 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


1661646 1661594 1 53 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1725756 1725724 22 54 gi 


etaproteobacteria; Burkholderiales; Co: 
1936971 1936939 22 54 gi 


ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
2051532 2051484 4 52 gi 


ridia; Clostridiales; Veillonellaceae; 
2179107 2179075 22 54 gi 
in TMB834 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 
2305160 2305128 22 54 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2315802 2315770 22 54 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2353483 2353451 22 54 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2390015 2389956 22 81 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2403637 2403589 4 52 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2543909 2543877 22 54 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 


240818 Bacteria_16S 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 25457 


Proteobacteria; B 


240818 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


240818 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


240818 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


240818 Bacteria_16S 


strain IFO 13911 
Actinobacteria; A 


240818 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


240818 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


240818 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


240818 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


2545470 2545438 22 54 gi 


etaproteobacteria; Burkholderiales; Co: 
2547022 2546990 22 54 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2744431 2744399 22 54 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2750129 2750097 22 54 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
2801357 2801317 12 


52 gi 


16S ribosomal RNA, partial sequence 2800187 28016 


ctinobacteridae; Actinomycetales; Micr 
2848389 2848357 22 54 gi 


16S ribosomal RNA, partial sequence 2847193 28487 


etaproteobacteria; Burkholderiales; Co: 
2862361 2862329 22 54 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
3014690 3014658 22 54 gi 

ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3141272 31411921 80 gi 
mal RNA, partial sequence 


lales Family XI. Incertae Sedis; Gemel 


240818 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


3142831 31427511 80 
S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 


gi 


6S ribosomal RNA, partial sequence 1724592 17259 


2303983 23054 


2388858 23902 


2743252 27447 


3013492 30150 


3140051 3141558 Gemel 


219878162 
equence 
ia; Rhizob 
219878371 
quence 


bacteria; 


219878434 
sequence 
ccaceae; P 
219878391 


mamonadace 
219878237 
equence 

ria; Burkh 
219878158 


Anaerosin 
219857614 
equence 

ia; Burkho 
219857526 


mamonadace 
219857519 
23146 
mamonadace 
219857492 
uence 

ria; Burkh 
219857467 


219857458 
24024 
Veillonel 
219857348 
sequence 
; Burkhold 
219857347 


mamonadace 
219857346 
25458 
mamonadace 
219857158 


mamonadace 
219857154 
equence 

ria; Burkh 


219857116 


omonospori 
219856892 


mamonadace 
219856883 
1 sequence 
a; Burkhol 
219846914 
mamonadace 
219846828 


la. 
219846827 


ref|NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref|NR_025510.1 

1480151 148165 
Burkholderiales; 
ref|NR_025573.1 
1660434 166191 
aenisporosarcina 
ref|NR_025530.1 


ae; Comamonas. 
ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025297.1 


us. 
ref |NR_025203.1 

2177978 217937 
lderiales; Coma 
ref|NR_025114.1 


ae; Xenophilus. 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025080.1 
2352316 235375 
olderiales; Coma 
ref|NR_025055.1 


ref|NR_025046.1 
23 2403914 Veillo 
la. 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


ae; Acidovorax. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref |NR_024786.1 


ae; Delftia. 
ref |NR_024782.1 

2748935 275045 
olderiales; Coma 


ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref|NR_024711.1 


ae; Delftia. 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_026506.1 


Acidovorax. 
NR_026420.1 
ergeri Bacte 


ae; 
ref 
lab 


ref 


Sedis; Gem 


NR_026419.1 


ella. 


monadaceae; 


Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Sporosarcina 
6 Paenisporosarcina 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Veillonella criceti 
nella criceti Bacteria; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


3141609 3143118 Gemella sanguinis Bacteria; 


240818 Bacteria_16S 


denitrificans str 
denitrificans Bac 


240818 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


240818 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


240818 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


240818 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


240818 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


240818 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


240818 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


240818 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


240818 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


240818 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


240818 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


240818 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


240818 Bacteria_16S 


thermohalophila s 
thermohalophila B 


240818 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 
Saccharospirillum 


240818 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


240818 Bacteria_16S 


paurometabolica s 


Pseudonocardineae 


240818 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


240818 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


240818 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


240818 Bacteria_16S 


Mi268 16S ribosom 
Lactobacillales; 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
346697 346646 1 52 gi 
osomal RNA, partial sequence 
lales; Paenibacillaceae; Brevibacillus 
348166 348115 1 52 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
465592 465541 1 52 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
473281 473230 1 52 gi 
ribosomal RNA, partial sequence 
bacillales; Weissella. 

516075 516024 1 52 gi 
m strain DSM 15388 16S ribosomal RNA, 

m Bacteria; Proteobacteria; Gammaprote 
592058 592007 3 54 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
605604 605553 1 52 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
719272 719221 1 52 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
727041 726962 4 82 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
740720 740678 12 54 gi 
train YIM 90007 16S ribosomal RNA, par 


; Pseudonocardiaceae; Saccharomonospor 


939849 939798 1 52 gi 
ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
1223875 1223824 1 52 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1255560 1255509 1 52 gi 
n DSM 6472 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 


3972360 3972328 22 54 gi|219846244 
ain AS-P1l 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Betaproteobacteria; Burkh 

17723 17672 1 52 gi| 265679052 
ibosomal RNA, partial sequence 16478 18031 
bacillales; Lactobacillaceae; Lactobacillus. 

84277 84223 4 61 gi| 265679007 
somal RNA, partial sequence 83062 84529 Anaer 
ridiales; Ruminococcaceae; Anaerofilum. 

87304 87250 4 61 gi| 265679005 
ain Fae 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Clostridia; Clostridiales; Ru 

101083 101032 1 52 gi| 265678996 
ibosomal RNA, complete sequence 99832 10139 
lales; Bacillaceae; Halobacillus. 

149709 149638 1 71 gi| 265678963 
bosomal RNA, partial sequence 148511 15001 

183307 183244 1 63 gi| 265678941 
bosomal RNA, partial sequence 182124 18361 
ridia; Clostridiales; Clostridiaceae; Clostridiu 

276479 276430 1 50 gi| 265678876 
bosomal RNA, partial sequence 275297 27676 
psilonproteobacteria; Campylobacterales; Helicob 

287034 286967 1 67 gi| 265678869 


285875 28729 


265678827 


345474 34689 


265678826 
ial sequen 
illaceae; 

265678741 


464412 46582 


Rhodospiri 
265678736 


472041 47353 


265678708 
partial se 
obacteria; 
265678658 
sequence 
acteroidal 


acte 
ref 


raceae; Heli 
NR_029175.1 


ref |NR_029132.1 
2 Brevibacillus 


ref|NR_029131.1 
ce 346943 348361 
Brevibacillus. 
ref |NR_029046.1 


llac 
ref 


eae; Inquili 
NR_029041.1 


ref 
quen 
Rei 


NR_029013.1 
ce 514864 
nekea. 
NR_028963.1 
590846 592357 
es; Marinilabiac 


265678648 
ence 60442 
irillales; 


265678569 
ence 71801 
illus. 

265678564 


725825 72731 


Succinisp 
265678554 
tial seque 


a. 
265678419 


938639 94015 


e; Heliore 
219878346 


1222664 12241 


Caminicell 
219857194 
sequence 

llaceae; B 
219846052 


1288700 1288649 1 52 gi 
al RNA, partial sequence 
Weissella. 


ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


ref |NR_028873.1 
9 719581 Virgib 


ref|NR_028868.1 
9 Succinispira 


ira. 
ref|NR_028858.1 
nce 739522 


ref |NR_028721.1 


stis 
ref 


NR_025485.1 


a. 
ref |NR_024822.1 

1254345 125584 
revibacillus. 


ref|NR_025834.1] Brachymonas 
3971185 3972636 Brachymonas 
olderiales; Comamonadaceae; Brachymonas. 
ref|NR_029360.1| Lactobacillus perolens 
Lactobacillus perolens Bacteria; 
ref|NR_029315.1| Anaerofilum agile 
ofilum agile Bacteria; Firmicutes; 
ref |NR_029313.1| Anaerofilum 
86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_029304.1| Halobacillus litoralis 
0 Halobacillus litoralis Bacteria; 
ref|NR_029271.1| Clostridium rectum 
5 Clostridium rectum Bacteria; 
ref|NR_029249.1| Clostridium irregulare 
2 Clostridium irregulare Bacteria; 
m. 
ref|NR_029182.1| Helicobacter bilis 
1 Helicobacter bilis Bacteria; 


cobacter. 
Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Weissella koreensis 


7 Weissella koreensis Bacteria; 


Reinekea 
516365 Reinekea 


Anaerophaga 
Anaerophaga 
eae; Anaerophaga. 
Saccharospirillum 
rospirillum impatiens 
aceae; 


Virgibacillus 
acillus marismortui 


Succinispira mobilis 


mobilis Bacteria; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Brevibacillus 
5 Brevibacillus 


Weissella soli strain 


ref |NR_025642.1 


1287447 1289004 Weissella soli Bacteria; 


Firmicutes; 


240818 Bacteria_16S 1499467 1499416 1 52 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

240818 Bacteria_16S 1567144 1567093 1 52 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

240818 Bacteria_16S 1702942 1702891 1 52 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

240818 Bacteria_16S 1721189 1721118 1 71 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

240818 Bacteria_16S 1824541 1824490 1 52 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

240818 Bacteria_16S 2071375 20713241 52 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

240818 Bacteria_16S 2106453 2106402 1 52 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
240818 Bacteria_16S 2120165 21201141 52 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

240818 Bacteria_16S 2338359 2338308 1 52 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

240818 Bacteria_16S 2339908 2339857 1 52 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
240818 Bacteria_16S 2416030 2415971 4 62 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

240818 Bacteria_16S 2502130 2502079 1 52 gi|219857381|ref|NR_024969.1| Legionella waltersii 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

240818 Bacteria_16S 2645351 2645324 27 54 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

240818 Bacteria_16S 2679931 2679880 1 52 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

240818 Bacteria_16S 2729571 2729520 1 52 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

240818 Bacteria_16S 2732605 2732554 1 52 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

240818 Bacteria_16S 2788017 2787966 1 52 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

240818 Bacteria_16S 2818010 2817959 1 52 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

240818 Bacteria_16S 2837730 2837677 1 54 gi| 219856899 |ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240818 Bacteria_16S 2878031 2877980 1 52 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

240818 Bacteria_16S 3002655 3002604 1 52 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

240818 Bacteria_16S 3212725 3212658 1 67 gi|219846780|ref|NR_026372.1| Helicobacter 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

240818 Bacteria_16S 3238604 3238558 7 54 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfofustis. 


240818 Bacteria_16S 3363175 33631241 52 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

240818 Bacteria_16S 3599521 3599439 1 82 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 3647890 3647823 1 67 gi|219846473|ref|NR_026065.1| Helicobacter salomonis 
strain Inkinen 16S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter salomonis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

240818 Bacteria_16S 3699592 3699542 4 54 gi|219846437|ref|NR_026028.1| Desulfomicrobium 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
240818 Bacteria_16S 3781756 3781713 27 69 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

240818 Bacteria_16S 3827320 3827253 1 67 gi|219846345|ref|NR_025935.1| Helicobacter felis 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 


Proteobacteria; E 


240818 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


240818 Bacteria_16S 


strain Mtul 16S r 


psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3830375 3830324 1 52 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
bosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

3849880 3849837 27 69 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
ibosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

240818 Bacteria_16S 3860439 3860372 1 67 gi|219846322|ref|NR_025912.1| Mycoplasma imitans 
strain 4229 16S ribosomal RNA, partial sequence 3859256 3860694 Mycoplasma imitans Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

240818 Bacteria_16S 3978243 3978192 1 52 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

240818 Bacteria_16S 4004806 4004755 1 52 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

240818 Bacteria_16S 4007723 4007672 1 52 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

240818 Bacteria_16S 4047222 4047127 1 95 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240818 Bacteria_16S 4080442 4080375 1 67 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

240818 Bacteria_16S 4097025 4096974 1 52 gi|219846155|ref|NR_025745.1| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

240818 Bacteria_16S 4098511 4098460 1 52 gi|219846154|ref|NR_025744.1]| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
240818 Bacteria_16S 4099967 4099916 1 52 gi|219846153|ref|NR_025743.1| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

240818 Bacteria_16S 4107524 4107445 3 81 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

240818 Bacteria_16S 4133376 41333251 52 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

240818 Bacteria_16S 4158150 4158099 3 54 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
240818 Bacteria_16S 4209823 4209772 1 52 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

240818 Bacteria_16S 25469 25419 4 54 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
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Gammaproteobacteria; Chromatiales; Chroma 
219878160 
2047168 20487 


iaceae; 


rimonada 


G 


aceae; 


tiaceae; 


gobacter 


aceae; V 


aceae; V. 


18002 


quence 
eria; Al 


tiaceae; 


bacillus. 
219878304 


ref|NR_026106.1 
Eubacterium. 

ref|NR_027602.1 
monas balearica 
ceae; 
ref|NR_027590.1 
uence 135446 
acteria; Vibrion 


ref|NR_027556.1 
1384632 138613 
; Alteromonadale 


ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027213.1 
76 1436085 Paenib 
ref|NR_025610.1 

1607365 160881 
eromonadales; Sh 


ref 
o fo 


NR_025575.1 
rtis Bacteri 


ref|NR_025574.1 
rimontia. 
ref|NR_025547.1 
© pomeroyi Bacte 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025535.1 


iace 
ref 


ae; Pedobact 
NR_025491.1 


ibrio. 
ref |NR_025489.1 

1779107 178061 
aenibacillus. 
ref|NR_025480.1 
o chagasii Bacte 


ref 
o xu 


NR_025478.1 
ii Bacteria; 
ref|NR_025477.1 
ibrio. 
ref|NR_025476.1 


ibrio. 
ref|NR_025474.1 
19 1801737 Paenib 


ref|NR_025443.1 
1846218 184771 
teromonadales; S 


ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref |NR_025299.1 
07 Paenibacillus 


82 gi 


219878128 


Ferrimonas. 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Ferrimonas balearica 
DSM 9799 Bacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Paenibacillus 
acillus antarcticus 


Shewanella 
2 Shewanella 


ewanellaceae; 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Paenibacillus 
9 Paenibacillus 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Paenibacillus 
acillus stellifer 


Shewanella 
2 Shewanella 
hewanellaceae; 


Isochromatium buderi 
buderi Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


ref|NR_025267.1 


Shewanella baltica 


2091488 2093018 Shewanella baltica Bacteria; 


Shewanellaceae; 


Shewanella. 


240818 Bacteria_16S 2109465 2109415 4 54 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 


strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
240818 Bacteria_16S 2189766 2189684 1 82 gi|219857606|ref|NR_025195.1| Shewanella fidelis 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


240818 Bacteria_16S 2225984 2225934 4 54 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

240818 Bacteria_16S 2227545 2227495 4 54 gi|219857581|ref|NR_025169.1| Paenibacillus 


kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
240818 Bacteria_16S 2294728 2294646 1 82 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


240818 Bacteria_16S 2308273 2308223 4 54 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

240818 Bacteria_16S 2317363 2317313 4 54 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

240818 Bacteria_16S 2346014 2345964 4 54 gi|219857497|ref|NR_025085.1| Paenibacillus 


granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
240818 Bacteria_16S 2356613 2356563 4 54 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 
240818 Bacteria_16S 2359652 2359610 12 54 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
240818 Bacteria_16S 2412911 2412829 1 82 gi|219857452|ref|NR_025040.1| Methylosarcina 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylosarcina. 
240818 Bacteria_16S 2414475 2414393 1 82 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 
strain AML-C10 16S ribosomal RNA, partial sequence 2413261 2414776 Methylosarcina fibrata Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 


240818 Bacteria_16S 2426800 2426750 4 54 gi| 219857441 |ref|NR_025029.1| Viridibacillus neidei 
strain BD-87 16S ribosomal RNA, partial sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

240818 Bacteria_16S 2429608 2429558 4 54 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

240818 Bacteria_16S 2432606 2432556 4 54 gi|219857436|ref|NR_025024.1| Paenibacillus 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
240818 Bacteria_16S 2443272 24431901 82 gi|219857424|ref|NR_025012.1| Shewanella japonica 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
240818 Bacteria_16S 2446351 2446269 1 82 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

240818 Bacteria_16S 2535494 2535452 12 54 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
240818 Bacteria_16S 2588465 2588423 12 54 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
240818 Bacteria_16S 2643841 2643791 4 54 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
240818 Bacteria_16S 2683000 2682950 4 54 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240818 Bacteria_16S 2712809 2712756 1 54 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


240818 Bacteria_16S 


strain SM2-1 16S 
Proteobacteria; 


schlegeliana stra 
schlegeliana Bact 


240818 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 


240818 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


240818 Bacteria_16S 


saccharophila str 
saccharophila Bac 


240818 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


240818 Bacteria_16S 


strain IFO 13613 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


240818 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


240818 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


240818 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


240818 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


240818 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


240818 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


240818 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


240818 Bacteria_16S 


strain DSM 43040 
Actinobacteria; A 


240818 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


240818 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


240818 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


240818 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


G 
240818 Bacteria_16S 


2734102 2734020 1 82 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2735592 2735510 1 82 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2737082 2737000 1 82 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


gi 


2778953 2778903 4 54 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2849964 2849914 4 54 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2893217 2893135 1 82 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2929700 2929634 1 66 gi 


ac 


s 
ei: 


on 


lo 


2935734 2935640 1 94 gi 
ar 
ba 
2968983 2968941 12 54 gi 
in NM-1 16S ribosomal RNA, partial seque 
eria; Actinobacteria; Actinobacteridae; 
eae; Microlunatus. 

2970511 2970469 12 54 gi 
AA-1042 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 

3043535 3043486 4 54 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3051095 3051045 4 54 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


qu 
Ac 


gi 


’ 


s 
te. 


3111208 3111158 4 54 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3151887 3151837 4 54 gi 


eq 
tr 


DSM 6640 16S ribosomal RNA, partial sequ 
a; Firmicutes; Clostridia; Halanaerobial 
3429500 3429418 1 82 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
3447095 3447045 4 54 


s 
gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3524633 3524580 1 54 gi 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 


eq 
ti 


v 
e; 


he 


eq 
te. 


eq 


219857165 
2732909 27 
wanel 
219857164 
qu 
rd: 


ence 
a; 


ria; 


219857131 
uence 

illaceae 
219856891 
equence 
Burkh 
219856861 
2892009 28935 
aceae; 
219856837 
16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
240818 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
240818 Bacteria_16S 


a; 


tial 


nce 


219846944 


ence 


219846894 
3042319 30437 
Desulfov 
219846888 
equence 


ria; 


219846848 
uence 

idiales; 
219846821 


ence 
es; 


240818 Bacteria_16S 


strain Milford 74 


3558542 3558460 1 82 gi 
16S ribosomal RNA, partial sequence 


219846537 


Al 
219857163 
uence 


cystacea 
219856833 


cteria; 
219846945 


Actinomy 


tinomyce 


Halo 
219846625 
34282 
hewanellac 
219846612 
6S ribosomal RNA, partial sequence 3445905 34473 


ref|NR_024793.1 
343 
lac Shewanella. 


NR_024792.1 


eae; 
ref 
teromon 
ref 


adales; 
NR_024791.1 


Alteromonadales; 


ref|NR_024759.1 

2777747 27792 
; Paenibacillus 
ref|NR_024710.1 

2848765 285026 
olderiales; 
ref |NR_024680.1 


ibrio. 
ref|NR_024656.1 
56 Terasakiella 
e; Terasakiella 
ref|NR_024652.1 
sequence 293453 
Oceanospirillal 
ref |NR_026537.1 

2967820 296928 
cetales; Propio 


Vv 


ref|NR_026536.1 
2969338 297081 
tales; Propioni 


ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref|NR_026480.1 

3049889 305136 
ulfovibrionales; 


Des 


ref |NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026413.1 


3372496 33739 
bacteroidaceae; 
ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026204.1 


5 


ref|NR_026152.1 
3523483 352488 
les; Pseudonocar 


2734399 273583 
Shewanellaceae; 


2735889 273732 
Sh 


0 


Comamonadaceae; 


e 


n 


b 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 
ewanellaceae; 


Paenibacillus 
8 Paenibacillus 


Pelomonas 
6 Pelomonas 
Pelomonas. 
Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Terasakiella pusilla 


pusilla Bacteria; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Desulfovibrio 
7 Desulfovibrio 

Desulfovibrionaceae; 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Desulfovibrio 


esulfovibrionaceae; 


Vibrio tapetis strain 


esulfovibrionaceae; 
Pilimelia terevasa 


Pilimelia. 
Halanaerobacter 

0 Halanaerobacter 
Halanaerobacter. 
Shewanella benthica 
ella benthica Bacteria; 


in KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
eria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; D 

3227886 3227804 1 82 gi|219846769|ref|NR_026361.1 
osomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3314247 3314197 4 54 gi|219846711|ref|NR_026303.1| Desulfovibrio 
in G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
eria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; D 

3331000 3330958 12 54 gi|219846698|ref|NR_026290.1 
16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
ctinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 

3373683 33736211 62 gi|219846668|ref|NR_026260.1 


Clostridium viride 


86 Clostridium viride Bacteria; 
ostridium. 
219846560 
uence 

nomyceta 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


ref|NR_026129.1 


Vibrio tubiashii 


3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


240818 Bacteria_16S 
strain ATCC 15338 
Proteobacteria; G 
240818 Bacteria_16S 
strain 717 16S ri 
Proteobacteria; G 
240818 Bacteria_16S 
nigripulchritudo 
nigripulchritudo 
240818 Bacteria_16S 
80 16S ribosomal RNA, 
Gammaproteobacter 
240818 Bacteria_16S 
strain ATCC 14048 
Proteobacteria; G 
240818 Bacteria_16S 
strain NS 16S rib 
Proteobacteria; G 
240818 Bacteria_16S 
strain ATCC 35912 
Bacteria; Proteob 
240818 Bacteria_16S 
gelidimarina stra 
gelidimarina Bacteria; 
240818 Bacteria_16S 
frigidimarina str 
frigidimarina Bac 
240818 Bacteria_16S 
fusiformis strain 
Bacteria; Verruco 
240818 Bacteria_16S 
debontii strain F 
Bacteria; Verruco 
240818 Bacteria_16S 
vanneervenii stra 
Bacteria; Verruco 
240818 Bacteria_16S 
dejongeii strain 
Bacteria; Verruco 
240818 Bacteria_16S 
strain A089 16S r 
Proteobacteria; G 
240818 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bacteria; 
240818 Bacteria_16S 
strain PS-1 16S r 
Proteobacteria; G 
240818 Bacteria_16S 
strain 18323 16S 
Proteobacteria; B 
240818 Bacteria_16S 
flavefaciens stra 
Bacteria; Firmicutes; 
240818 Bacteria_16S 
strain 7 16S ribo 
Clostridia; Clost 
240818 Bacteria_16S 
cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 
240818 Bacteria_16S 
cellulolyticus st 
cellulolyticus Ba 
240818 Bacteria_16S 
strain OCh 254 16 


240818 Bacteria_16S 
amylolyticus stra 
amylolyticus Bacteria; 
240818 Bacteria_16S 


strain DSS12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Bacteria; 


3560022 3559940 1 


3561537 3561455 1 


3563057 3562975 1 


3564543 3564461 1 


partial sequence 


3566023 3565941 1 


3567529 3567447 1 


3569034 3568952 1 


3658633 3658551 1 


Proteobacteria; 
3660190 3660108 1 


Proteobacteria; 


3705561 3705511 4 


3707079 3707029 4 


3708598 3708548 4 


3710116 3710066 4 


3750074 3749992 1 


3763781 3763719 21 


Firmicutes; 


3798334 3798256 6 


3804366 3804316 4 


3831904 3831854 4 


Clostridia; 


3834792 3834742 4 


3851393 3851343 4 


3852905 3852855 4 


Firmicutes; 


3900486 3900460 28 


3905069 3905019 4 


Firmicutes; 
3951516 3951434 1 


Ruminococcaceae; 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


strain 164 16S ribosomal RNA, partial 
Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 


in ACAM 456 16S ribosomal RNA, partial 
ain ICP1 16S ribosomal RNA, partial se 
teria; 


FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 


in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 


FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


in ATCC 19171 16S ribosomal RNA, parti 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 


in C94 16S ribosomal RNA, partial sequ 


rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; 


rain CD2 16S ribosomal RNA, partial se 
cteria; 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


in NRRL NRS-290 16S ribosomal RNA, par 


somal RNA, partial sequence 3833603 3835009 Rumin 
ridiales; 


82 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
3558784 3560248 Vibrio proteolyticus Bacteria; 
onaceae; Vibrio. 
82 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
3560299 3561764 Vibrio orientalis Bacteria; 
onaceae; Vibrio. 
82 gi|219846534|ref|NR_026126.1| Vibrio 
sequence 3561815 3563248 Vibrio 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
82 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
82 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
3564785 3566250 Vibrio natriegens Bacteria; 
onaceae; Vibrio. 
82 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
3566301 3567756 Vibrio diazotrophicus Bacteria; 
onaceae; Vibrio. 
82 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
3567807 3569262 Vibrio cincinnatiensis 
les; Vibrionaceae; Vibrio. 
82 gi|219846466|ref|NR_026058.1| Shewanella 
sequence 3657404 3658910 Shewanella 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
82 gi|219846465|ref|NR_026057.1| Shewanella 
quence 3658961 3660465 Shewanella 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
54 gi|219846433|ref|NR_026024.1| Prosthecobacter 
ce 3704351 3705819 Prosthecobacter fusiformis 
robiales; Verrucomicrobiaceae; Prosthecobacter. 
54 gi|219846432|ref|NR_026023.1| Prosthecobacter 
3705870 3707337 Prosthecobacter debontii 
robiales; Verrucomicrobiaceae; Prosthecobacter. 
54 gi|219846431|ref|NR_026022.1| Prosthecobacter 
ence 3707388 3708856 Prosthecobacter vanneervenii 
robiales; Verrucomicrobiaceae; Prosthecobacter. 
54 gi|219846430|ref|NR_026021.1| Prosthecobacter 
e 3708907 3710374 Prosthecobacter dejongeii 
robiales; Verrucomicrobiaceae; Prosthecobacter. 
82 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
3748871 3750367 Vibrio scophthalmi Bacteria; 
onaceae; Vibrio. 
82 gi|219846390|ref|NR_025981.1| Butyrivibrio 
al sequence 3762598 3764074 Butyrivibrio 
Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
83 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
3797117 3798610 Cycloclasticus pugetii Bacteria; 
cirickettsiaceae; Cycloclasticus. 
54 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
3803146 3804609 Bordetella pertussis Bacteria; 
caligenaceae; Bordetella. 
54 gi|219846341|ref|NR_025931.1| Ruminococcus 
ence 3830735 3832122 Ruminococcus flavefaciens 
Clostridiales; Ruminococcaceae; Ruminococcus. 
54 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
ococcus albus 7 Bacteria; Firmicutes; 
Ruminococcus. 
54 gi|219846328|ref|NR_025918.1| Bacteroides 
tial sequence 3850218 3851681 Bacteroides 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
54 gi|219846327|ref|NR_025917.1| Acetivibrio 
quence 3851732 3853195 Acetivibrio 
Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 
54 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
3899350 3900743 Roseibium denhamense Bacteria; 
hodobacteraceae; Roseibium. 
54 gi|219846292|ref|NR_025882.1| Paenibacillus 
tial sequence 3903834 3905341 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 
82 gi|219846258|ref|NR_025848.1| Shewanella violacea 
3950287 3951792 Shewanella violacea Bacteria; 
Shewanellaceae; Shewanella. 


240818 Bacteria_16S 


strain ATH 2.2.1 


Proteobacteria; B 


lipolyticum strai 
Bacteria; Proteob 


strain SW-120 16S 
Proteobacteria; G 


strain SW-117 16S 
Proteobacteria; G 


strain NRRL B-161 
Bacteria; Actinob 


strain SEBR 2582 
Proteobacteria; D 
sanguinis strain 
sanguinis Bacteri 


240818 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


strain KMM 3823 1 
Proteobacteria; 


strain G3-29 16S 


Proteobacteria; G 


240818 Bacteria_16S 
KCTC 3748 16S ribosomal RNA, partial s 
Bacillales; 


ehimensis strain 
ehimensis Bacteri 


240818 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


strain AS2 16S ri 
Firmicutes; Lacto 


240818 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


240818 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


240818 Bacteria_16S 
um strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacterales Family I 
240818 Bacteria_16S 


polysaccharolytic 
Thermoanaerobacte 


strain MK (Kaplan 


3962020 3961970 4 


4003255 4003173 1 


4028967 4028885 1 


4030517 4030435 1 


4033596 4033554 12 


4066787 4066737 4 


4083563 4083513 4 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellaceae; 
240818 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellaceae; 
240818 Bacteria_16S 


54 gi 


82 gi 


n M37 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibrionales; 
240818 Bacteria_16S 


82 gi 


82 gi 


54 gi 


53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
240818 Bacteria_16S 


54 gi 


54 gi 


219846251 


16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Rubrivivax. 
240818 Bacteria_16S 


219846223 


219846204 


4027757 40292 


219846203 


4029306 40308 


219846201 
40324 


219846175 


16S ribosomal RNA, partial sequence 4065569 40669 
eltaproteobacteria; Desulfovibrionales; 
240818 Bacteria_16S 


219846164 


2301083 16S ribosomal RNA, partial sequence 


Firmicutes; 
4104447 4104365 1 


a; 


4179591 4179509 1 


4187210 4187128 1 
ribosomal RNA, 


4199262 4199212 4 


Firmicutes; 
45017 44964 i 
ribosomal RNA, 


a; 


52731 52678 1 


bacillales; 
105693 105640 1 


317414 317365 21 


Bacillales; 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
240818 Bacteria_16S 


partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


complete sequence 
ammaproteobacteria; Oceanospirillales; 
240818 Bacteria_16S 
bosomal RNA, partial sequence 
Enterococcaceae; 


Paenibacillaceae; 


82 gi 


4103238 4104753 Vibrio ga 


82 gi 


82 gi 


onaceae; Vibrio. 
54 gi|219846076|ref|NR_025666.1 
equence 4198059 419951 
Paenibacillaceae; Paenibacillus. 
54 gi|265679034|ref|NR_029342.1 
43805 45323 
Halomonadaceae; Carnimona 
54 gi| 265679029 |ref|NR_029337.1 
51487 53037 Enterococcus 
Enterococcus. 
54 gi| 265678993 |ref|NR_029301.1 


69 gi 


) 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


240818 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


240818 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


240818 Bacteria_16S 


strain MB312 16S 


340669 340616 1 


bacillales; 
351079 351030 1 


Rhodobacterales; 
352514 352445 1 


ia; 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


ribosomal RNA, partial sequence 


54 gi 
Pediococ 


50 gi 


69 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


240818 Bacteria_16S 
ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


castelarensis str 
castelarensis Bac 
Streptomycetaceae 


240818 Bacteria_16S 
ain FP35 16S ribosomal RNA, partial se 


anticariensis str 
anticariensis Bac 
Halomonas. 


368832 368779 1 
; Streptomyces. 
370378 370325 1 


teria; Proteobacteria; 


240818 Bacteria_16S 


374808 374755 1 


54 gi 


54 gi 
Gammaproteobact 
54 gi 


219846150 


219846094 


6S ribosomal RNA, partial sequence 4178357 41798 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
240818 Bacteria_16S 


219846085 


4186000 41874 


t8.Bl 16S ribosomal RNA, partial sequence 10448 
tes; Clostridia; Thermoanaerobacterales; Thermoanaer 
262823 262770 1 54 gi| 265678885 |ref 
ain P 1 16S ribosomal RNA, complete sequence 
teria; Actinobacteria; Rubrobacteridae; Rubrobactera 
Rubrobacter. 
270359 270306 1 54 gi| 265678880 |ref 


II. 
265678849 
31628 


265678831 


339450 34088 


cus. 
265678824 


somal RNA, partial sequence 349928 351312 Parac 
Rhodobacteraceae; 


265678823 


351363 35277 


biaceae; 
265678809 
sequence 


265678808 
quence 
eria; 


265678805 


nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 


40020 
Vibrionac 


artial sequenc 


Incertae S 


Paracoccus. 


Oceanosp 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


R 


ref 


ref 


occu 


ref 


ref 


01 4033899 Glyco 
Glycomyc 


84 Desulfovibrio 
Desulfovibri 


4082348 408382 
Paeniba 


6 105949 Thermo 


2 317695 Ricket 
kettsiaceae; : 


367645 369119 
e; Actinomycet 


NR_025841.1 


NR_025813.1 


eae; 
NR_025794.1 


Shewanella. 
NR_025793.1 


Shewanella. 
NR_025791.1 


ineae; Glyco: 
NR_025765.1 


onaceae; Des 
NR_025754.1 


cillus. 
NR_025740.1 
llicus Bacte 


NR_025684.1 


Shewanella. 
NR_025675.1 


obacteraceae 


les; Rubroba 


NR_029186.1 
e 269183 


edis; Thermo 
NR_029154.1 


ickettsieae 
NR_029136.1 
NR_029129.1 
s kocurii Ba 
NR_029128.1 


bium. 
NR_029114.1 


ales; Strept 


irillales; 


ref 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Photobacterium 


46 4003543 Photobacterium lipolyticum 
Photobacterium. 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Glycomyces arizonensis 


myces arizonensis 


mycetaceae; Glycomyces. 
Desulfovibrio longus 

longus Bacteria; 

ulfovibrio. 
Paenibacillus 

2 Paenibacillus 


Vibrio gallicus strain 
ria; Proteobacteria; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Paenibacillus 
0 Paenibacillus 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


Ss. 
Enterococcus asini 


asini Bacteria; 


Thermoanaerobacter 
anaerobacter wiegelii 
; Thermoanaerobacter. 
Rubrobacter 
Rubrobacter 
cterineae; 


Thermoanaerobacterium 
270620 


anaerobacterium. 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Paracoccus kocurii 
cteria; Proteobacteria; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 
Rhodo 


Streptomyces 
Streptomyces 
omycineae; 


Halomonas 
Halomonas 
alomonadaceae; 


NR_029110.1 


Kitasatospora 


373661 375050 Kitasatospora 


nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


240818 Bacteria_16S 
multivorans strai 


Bacteria; 


240818 Bacteria_16S 
hebeiensis strain 


Streptomycetaceae; 
240818 Bacteria_16S 
ferralitis strain 


Streptomycetaceae; 
240818 Bacteria_16S 
populi BJ001 16S 


Bacteria; 


240818 Bacteria_16S 


240818 Bacteria_16S 


Proteobacteria; 
240818 Bacteria_16S 


Firmicutes; 


240818 Bacteria_16S 


Alphaproteobacteria; 
240818 Bacteria_16S 


Bacteria; 


Firmicutes; 


396275 396222 1 54 gi 


Bacillales; Bacillaceae; 


265678791 


n 28-1 16S ribosomal RNA, partial sequence 39505 
Tenuibacillus. 


ref 


NR_029096.1 


Streptomycineae; 


Tenuibacillus 


0 396528 Tenuibacillus multivorans 


403988 403935 1 54 gi| 265678786 |ref|NR_029091.1| Streptomyces 
YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomyces. 
410145 410092 1 54 gi| 265678782 |ref|NR_029087.1| Streptomyces 
SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomyces. 
416501 416452 1 50 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
417991 417938 1 54 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
419485 419432 1 54 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
424120 424067 1 54 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Bacillales; Bacillaceae; Bacillus. 
477731 477682 1 50 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Rhodobacterales; Rhodobacteraceae; Paracoccus. 
488597 488544 1 54 gi| 265678726 |ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
508666 508613 1 54 gi|265678713|ref|NR_029018.1| Lactobacillus 


240818 Bacteria_16S 
coryniformis subsp. torquens strain 30 16S ribosomal RNA, 
Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 
Lactobacillaceae; 
240818 Bacteria_16S 


Lactobacillus. 


551342 551289 1 54 gi 


265678685 


versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 


versmoldensis Bac 
240818 Bacteria_16S 


teria; Firmicutes; Lactobacillales; 


554316 554263 1 54 gi 


265678683 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequenc 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


Streptomycetaceae; 
240818 Bacteria_16S 


Streptomyces. 


584580 584531 1 50 gi 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial s 


seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


240818 Bacteria_16S 
strain B22P3 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240818 Bacteria_16S 


599452 599399 1 54 
ribosomal RNA, partial sequence 


gi 


600982 600929 1 54 gi 


cangkringensis strain D13P3 16S ribosomal RNA, partial 


265678663 
equence 


265678653 


598291 59976 
Streptomycineae; S 


265678652 
sequence 


complete se 


ref 


ref 


ref 


ref 


ref 


cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Streptomyces. 

240818 Bacteria_16S 611767 611714 1 54 gi| 265678644 |ref 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 6 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; La 
240818 Bacteria_16S 634595 634542 1 54 gi| 265678628 |ref 


strain VPB 4027 1 
Fusobacteria; 
240818 Bacteria_16S 


Fus 


obacteriales; Fusobacteriaceae; 


651479 651426 1 54 gi 


6S ribosomal RNA, partial sequence 633402 63487 
Fusobacterium. 


265678617 


ref 


urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 


urinaehominis Bac 
240818 Bacteria_16S 
melanosporofacien 


teria; Firmicutes; 


657305 657252 1 54 gi 


Streptomyces. 


Lactobacillales; Aerococcaceae; 


265678612 


s strain NRRL B-12234 16S ribosomal RNA, partial 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomycetaceae; 

240818 Bacteria_16S 
suicloacalis stra 
suicloacalis Bact 
240818 Bacteria_16S 


satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 


ref 
seq 
tino 


550095 551652 
Lactobacillaceae 


e 553128 554608 


583422 584837 


Rhodobact 


1 Streptomyces 


599812 601293 


10536 612079 


3 Fusobacterium 


Aerococcus. 


772034 773579 


quence 


NR_028990.1 


3; Lactobacil 
NR_028988.1 


les; Strepto: 
NR_028968.1 
erales; Rhod 


NR_028958.1 


treptomyceta 
NR_028957.1 


tales; Strep 
NR_028949.1 


ctobacillus. 
NR_028933.1 


NR_028922.1 

650305 
NR_028917.1 
uence 656132 
mycetales; S 


NR_028835.1 


; Atopostipe 


773270 773217 1 54 gi| 265678531 |ref 
in PPC79 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae 
784126 784073 1 54 gi| 265678523 |ref 


507410 508930 


Lactobacillus 
Lactobacillus 
lus. 
Streptomyces 
Streptomyces 
mycineae; 


Paracoccus 
Paracoccus 


obacteraceae; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Lactobacillus 
Lactobacillus 


Fusobacterium equinum 
equinum Bacteria; 


Aerococcus 
651625 Aerococcus 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Atopostipes 
Atopostipes 
s. 


NR_028827.1 


Shuttleworthia 


782926 784381 Shuttleworthia 


240818 Bacteria_16S 
beijiangensis strain YIM6 16S ribosomal RNA, partial se 
beijiangensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae 


240818 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


ruestringensis st 
ruestringensis Ba 


240818 Bacteria_16S 


scopiformis strai 


787139 787086 1 54 gi 


Streptomyces. 
842169 842116 1 


, 


54 gi 


864915 864862 1 54 gi 
cteria; Bacteroidetes; 
876824 876771 1 


Flavobacteria; 
54 gi 


in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
240818 Bacteria_16S 
rain Bl 16S ribosomal RNA, partial seq 


n A25 16S ribosomal RNA, partial seque 


265678521 
quence 


265678485 
nce 84098 
irillales; 
265678469 
uence 

Flavobacte 
265678461 
nce 87568 


e; Actinomycet 


6 877087 Strept 


ref|NR_028825.1| Streptomyces 

785920 787418 Streptomyces 

ales; Streptomycineae; 

ref|NR_028788.1| Marinospirillum 
1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
ref|NR_028772.1| Muricauda 

863710 865135 Muricauda 
riales; Flavobacteriaceae; Muricauda. 
ref|NR_028764.1| Streptomyces 


omyces scopiformis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

240818 Bacteria_16S 905841 905788 1 54 gi| 265678441 |ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

240818 Bacteria_16S 967757 967704 1 54 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

240818 Bacteria_16S 981302 981258 1 46 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 
240818 Bacteria_16S 995381 995328 1 54 gi| 265678381 |ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

240818 Bacteria_16S 996939 996886 1 54 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

240818 Bacteria_16S 1047274 10472211 54 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

240818 Bacteria_16S 1065466 1065413 1 54 gi|265678334|ref|NR_028636.1| Marinomonas 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

240818 Bacteria_16S 1072864 1072811 1 54 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

240818 Bacteria_16S 1086197 1086144 1 54 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
240818 Bacteria_16S 1087768 1087715 1 54 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

240818 Bacteria_16S 1098322 1098269 1 54 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240818 Bacteria_16S 1128625 1128580 1 46 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

240818 Bacteria_16S 1169468 1169416 1 54 gi|228719827|ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

240818 Bacteria_16S 1211927 1211874 1 54 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

240818 Bacteria_16S 1213404 12133511 54 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

240818 Bacteria_16S 1214897 1214844 1 54 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

240818 Bacteria_16S 1216377 1216324 1 54 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 


strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


240818 Bacteria_1 


strain CBS 107.95 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
240818 Bacteria_16S 
sarecensis strain LV4 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
240818 Bacteria_16S 
ganghwensis strain JC2041 16S ribosomal RNA, partial se 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacter 
240818 Bacteria_16S 


thermoviolaceus s 


Actinobacteridae; 


240818 Bacteria_16S 
brockii subsp. br 


Thermoanaerobacte 
240818 Bacteria_16S 


subsp. carnosus sS 


sakei subsp. carn 
240818 Bacteria_16S 
aurantiaca strain 
Gemmat i: 
240818 Bacteria_16S 
violaceolatus str 


Bacteria; 


violaceolatus Bac 
Streptomycetaceae 


240818 Bacteria_16S 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


240818 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


subsp. albus stra 
subsp. albus Bact 
Streptomycetaceae 


240818 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


240818 Bacteria_16S 


subsp. rimosus st 
subsp. rimosus Ba 
Streptomycetaceae 


240818 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


240818 Bacteria_16S 


brockii subsp. la 


Thermoanaerobacte 


240818 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


240818 Bacteria_16S 


strain DSM 40258 


tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 


240818 Bacteria_16S 


subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 


240818 Bacteria_16S 


1308545 St 


Thermoanerobacter brockii subsp. 


6S 1263028 1262975 1 54 gi 
16S ribosomal RNA, partial sequence 
1276562 1276509 1 


54 gi 


1278053 1277960 1 93 


gi 


1308253 1308200 1 54 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1314304 13142511 54 gi 
ockii strain HTD4 16S ribosomal RNA, 


1 


rales; Thermoanaerobacteraceae; Thermo 
1328233 1328180 1 54 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1399272 1399219 1 54 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1426502 1426449 1 54 gi 
ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

1428067 1428014 1 54 gi 
AS 4.1594 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 

1442009 1441956 1 54 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1475104 1475051 1 54 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1482884 1482831 1 54 gi 
vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; Fusobac 


e; 


, 


Ac 


v 


11 
1 
7 


, 


1488936 1488883 1 54 gi 
rain JCM 4667 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1490480 1490427 1 54 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


v 


al 


1506801 1506748 1 54 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 

Thermoanaerobacteraceae; Thermo 
1544854 1544801 1 54 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1590030 1589977 1 54 


so 


rales; an 


Flavobact 


gi 


219846681 


ales; 
219846179 
ce 
irillales; 
219846127 
quence 

ia; Altero 
228721493 


moviolaceu 
eptomyceta 
228718892 
partial se 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
anaerobact 
219846129 
rtial sequ 
ales; 
228715357 
nce 
nadaceae; 
224581441 
al seq 


224581440 
sequen 


224581427 
ence 14407 


219878476 


219878151 
te 
219857134 
et 


ae 


219846947 


219846365 
Bacteria; 


219857262 
1543657 15451 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240818 Bacteria_16S 


ref 
12618 

Coryneba 
ref 
12753 
Hal 


ref 


mona 
ref 
6S ribosomal 
ceae 
ref 
quen 


er. 
ref 
ence 
obac 
ref 


Lact 
13980 


ref 
uenc 
Actinomycet 
ref 
ce 
myce 


tino tale 


ref 


us. 
ref 
sequence 
Actinomyceta 
ref 
sequ 
obac 


partial 
ria; Fus 


ref 
e sequen 
Actino: 


; myce 
ref 
14892 
es; Coryneba 
ref 
mal RNA, par 
aerobacter. 
ref 
, Ar 
ref 


eriaceae 


51 1263306 Dietz 


63 1276810 Chromo 


1276861 12782 


s Ba 


84 1399529 Gemma 
Gemmatimonas. 


e 1425302 14268 


1426862 14283 


88 1442278 Filob 


1473916 14754 


ce 1487741 14892 


76 1490698 Coryn 


Firmicutes; 


40 Streptomyces 


NR_026273.1 


cterineae; D 
NR_025769.1 
omonadaceae; 
NR_025717.1 
6 
dales; Colwe 
NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 
NR_027577.1 
ce 131309 


NR_025719.1 

132699 
illaceae; La 
NR_027529.1 
1c 


NR_027223.1 
1 
ales; Strept 
NR_027222.1 
7 
s; Streptomy 
NR_027209.1 
a 


NR_025615.1 
af 
les; Strepto: 
NR_025290.1 
ence 148170 


teriales; Fu 


NR_024762.1 
2 
Pp 


tales; Stre 


NR_026539.1 
e 


cterineae; C 


NR_025956.1 
tial sequenc 
NR_024893.1 


enibacter. 
NR_025624.1 


treptomyceta 
NR_025623.1 


1590391 159188 


les; Strepto: 


NR_025622.1 
ence 159193 
ae; Actinomy 


Streptomycineae; S 

1591578 15915251 54 gi| 219878484 |ref 
in DSM 40261 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomyceta 
; Streptomyces. 

1593126 1593073 1 54 gi| 219878483 |ref 
nus strain DSM 41429 16S ribosomal RNA, partial sequ 
romomycinus Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; Streptomyces. 

1594672 1594619 1 54 gi| 219878482 |ref 


chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 


chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


NR_025621.1 
159348 
Str 


i 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Chromohalobacter 
halobacter sarecensis 

Chromohalobacter. 

Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 

Streptomyces 
1 sequence 
nobacteria; 
es. 

Thermoanaerobacter 
4 1314606 


1307063 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 

Gemmatimonas 
imonas aurantiaca T-27 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


Filobacillus 
cillus milosensis 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Streptomyces rimosus 
5 Streptomyces rimosus 
tomycineae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 
mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


240818 Bacteria_16S 1596219 1596166 1 54 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240818 Bacteria_16S 1597767 1597714 1 54 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
240818 Bacteria_16S 1599315 1599262 1 54 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240818 Bacteria_16S 1600863 1600810 1 54 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
240818 Bacteria_16S 1602411 1602358 1 54 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


Streptomycineae; 


240818 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


240818 Bacteria_16S 


strain ISP 5293 1 
Actinobacteria; A 


240818 Bacteria_16S 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


240818 Bacteria_16S 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


240818 Bacteria_16S 


LMG 2096 
G 


strain 
Proteobacteria; 


240818 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


240818 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


240818 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


240818 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


240818 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


240818 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


240818 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


240818 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


240818 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


Streptomycetaceae; Streptomyces. 
1688939 1688886 1 54 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1701362 1701309 1 54 

S ribosomal RNA, partial sequence 


gi 


gi 


ctinobacteridae; Actinomycetales; Stre 
1774192 1774139 1 54 gi 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1775690 1775637 1 54 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

1784794 1784741 1 54 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1863996 1863943 1 54 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865578 1865525 1 54 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


pt 


al 
ae 


v 


se 
A 


, 


H 


nc 
Lae 


s 
a; 
1870108 1870055 1 54 gi 
ammaproteobacteria; Alteromonadales; Alt 
1918738 1918685 1 54 gi 


bacillales; Lactobacillaceae; Pediococ 
1939974 1939925 1 50 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


cu 


s 
ri 


2022404 2022379 27 52 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2040581 2040528 1 54 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2054642 2054589 1 54 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2056111 2056058 1 54 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 


te 


eq 
co 


al 
e; 


, 


ti 
da 


v 


240818 Bacteria_16S 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


219878415 
1687712 16892 


219878407 
1700153 17016 


219878354 


219878353 


219878347 
219878292 


219878291 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


219878235 


219878181 
219878168 


219878155 


219878154 


v 


ref|NR_025554.1 


ref|NR_025546.1 


omycineae; Streptomyceta 
ref|NR_025493.1 
e 1773034 177448 


mycetales; Strep 


sequenc 
Actino: 


, 


ref|NR_025492.1 
1774532 177597 
etales; Strepto 


quence 
ctinomyc 


ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
NR_025430.1 
1864353 186588 
pirillales; Halo 


17835 
alomonad 


e 18627 
illales; 


equence 
Oceanos 


ref |NR_025427.1 


eromonadacea 


ref 


e; Glaciecol 
NR_025388.1 


s 
ref|NR_025374.1 

1938810 194024 
biales; Methylob 


equence 
a; Rhizo 


ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref |NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref|NR_025294.1 
ence 2053442 205491 
nomycetales; Strept 


20 
rales 


212 
c 


’ 


uence 
ccaceae; 
sequ 
Acti 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Stre 


al seque 
e; Actin 


2057621 2057568 1 54 gi 


Streptomyces. 


’ 


219878153 


Actinobacteridae; Actinomycetales; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


ammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 
1772694 1772641 1 54 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
6S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Halomonas muralis 

nas muralis Bacteria; 
Chromohalobacter 

halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Caulobacter fusiformis 

acter fusiformis 
Caulobacter. 
Dolosicoccus 

7 Dolosicoccus 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


ref|NR_025292.1 
2056438 205792 
Streptom 


Streptomyces 
0 Streptomyces 
ycineae; 


240818 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
240818 Bacteria_16S 
strain NNO15860 1 


Bacteroidetes; 


240818 Bacteria_16S 
strain NNO15840 1 


Bacteroidetes; 


240818 Bacteria_16S 
KMM 3909 16S ribo 


Flavobacteria; 


240818 Bacteria_16S 
strain DSM 43030 
Actinobacteria; Actinoba 
240818 Bacteria_16S 


2059160 2059107 1 
Streptomyces. 
2063658 2063605 1 


Flavobacteria; 
2065182 2065129 1 


Flavobacteria; 
2097346 2097293 1 


Flavobacteriales; 
2111024 21109711 


2153336 2153287 1 


54 


54 


54 


54 


54 


50 


gi| 219878152 


strain B19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


gi|219878148 


6S ribosomal RNA, partial sequence 2062466 20639 
Flavobacteriales; 


gi|219878147 


6S ribosomal RNA, partial sequence 2063988 20654 
Flavobacteriales; 


gi|219878124 


somal RNA, partial sequence 2096154 2097581 Meson 
Flavobacteriaceae; Mesonia. 


gi|219873436 


16S ribosomal RNA, partial sequence 2109822 21113 
cteridae; Actinomycetales; 


Act 


Streptomycineae; 


gi| 219857633 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 


inexpectatum Bact 


Albidovulum. 


240818 Bacteria_16S 


2159332 2159283 1 


eria; Proteobacteria; Alphaproteobacteria; 


50 


gi|219857629 


zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial s 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


240818 Bacteria_16S 
strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240818 Bacteria_16S 
fermentum strain 
Firmicu 
240818 Bacteria_16S 
puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae; 
240818 Bacteria_16S 
luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae; 
240818 Bacteria_16S 
yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae; 
240818 Bacteria_16S 
thermospinosispor 
thermospinosispor 
Streptomycetaceae; 
240818 Bacteria_16S 
venustensis strai 
Proteob 
240818 Bacteria_16S 
strain MIT 97-507 
Proteobacteria; 
240818 Bacteria_16S 


Bacteria; 


Bacteria; 


2168489 2168436 1 


2191324 21912711 


2247253 22472001 


Streptomyces. 
2248830 2248777 1 


Streptomyces. 
2258018 2257965 1 


Streptomyces. 
2261141 2261088 1 


Streptomyces. 
2264278 2264225 1 


2293207 2293162 1 


2336925 2336876 1 


54 


54 


54 


54 


54 


54 


54 


46 


5c 16S ribosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterales; 


50 


gi|219857623 
2167280 21687 


Rhodo 


Streptomycineae; 


gi| 219857605 


Z-7984 16S ribosomal RNA, partial sequence 21901 
tes; Bacillales; Bacillaceae; Amphibacillus. 


gi|219857568 


ain S77 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


gi|219857567 


ain S63 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


gi|219857561 


n YIM 41004 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


gi|219857559 


us strain AT10 16S ribosomal RNA, partial sequen 
us Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219857557 


n IS04 16S ribosomal RNA, partial sequence 22630 
acteria; Gammaproteobacteria; Oceanospirillales; 


219857536 
22920 

Helicob 

219857504 


gi 


gi 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 


thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseinatronobacter. 


240818 Bacteria_16S 


2341436 2341387 1 


50 


strain LBB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


240818 Bacteria_16S 


strain MT-1077 
Firmicutes; 


Clostridia; 


Lactobacillales; 
240818 Bacteria_16S 
sublithincola str 
sublithincola Bacteria; 
240818 Bacteria_16S 

cavipharyngis str 
cavipharyngis Bac 
240818 Bacteria_16S 
strain Z 16S ribo 
Clostridiales; 
240818 Bacteria_16S 


2405196 2405143 1 


16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


2423748 2423695 1 


Bacteroidetes; 
2474991 2474938 1 


2515796 2515743 1 


2518791 2518738 1 


54 


54 


Rhodob 


gi|219857501 
2340265 23417 


gi| 219857457 
2403965 24054 


Lactobacillus. 


gi|219857443 


ain QSSC9-3 16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacter 


54 


gi|219857400 


ain 117C 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; 


somal RNA, partial sequence 2514611 2516064 Calor 
Clostridiaceae; 


54 gi| 219857367 
Caloramator. 
54 gi| 219857365 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


Actinomycetales; Strept 


Actinomycetales; Strept 


86 


’ 


ref 


ref 
37 Cellulophaga 
Flavobacteriaceae; 
ref a 
61 Cellulophaga 
Flavobacteriaceae; 
ref 
ia algae Bacteria; 


ref 
30 Streptomyces 


ref 
bacterales; 


ref 
equence 
Rhodobacterales 


ref 
69 Streptomyces 


ref 
08 2191561 Amphib 


ref 


etales; 


ref me 
ce 2259931 226145 


ref 
50 2264581 Alcani 
Alcanivoracacea 
ref 
20 2293474 Helico 
acteraceae; 
ref 


acterales; 
ref 


21 Rhodobaca bogoriensis Bacteria; 


aceae; Rhodobaca. 


ref 
ref 
iales; 
ref 
ref 
amator coolhaasi 


ref 


NR_025291.1 
2057971 205946 
NR_025287.1 


Cellulophaga. 
NR_025286.1 


Cellulophaga. 
NR_025263.1 
NR_025250.1 
Streptomyceta 


NR_025222.1 
2152193 215360 


NR_025218.1 
215819 


NR_025212.1 


Streptomyceta 
NR_025193.1 


2256827 225829 


NR_025145.1 


NR_025124.1 


Heli 
NR_025092.1 
2335756 233710 
Rhodo 


NR_025089.1 


NR_025045.1 
Lactobacillus 


NR_025031.1 
2422553 242399 
Flavobact 
NR_024988.1 
2473825 247526 
Mycoplasma. 
NR_024955.1 


Streptomyces 
9 Streptomyces 


inomycetales; Streptomycineae; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Mesonia algae strain 
Bacteroidetes; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Amphibacillus 
acillus fermentum 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 
Roseinatronobacter 

2 Roseinatronobacter 
bacteraceae; 


Rhodobaca bogoriensis 


Lactobacillus kimchii 
kimchii Bacteria; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Mycoplasma 
8 Mycoplasma 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


NR_024953.1 
2517611 251909 


Streptomyces 
9 Streptomyces 
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clarkii Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


, 


Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 
Polaribacter 

bacter filamentus 

ribacter. 

Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Polaribacter 

bacter franzmannii 
ribacter. 

Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Salegentibacter 

9 Salegentibacter 

eae; Salegentibacter. 

Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Thermoanaerobacter 
8 3883860 


ref|NR_025871.1 
3918787 3920316 Strept 
Streptomyceta 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 


240818 Bacteria_ 


strain ATCC 25495 
Bacteria; Actinob 


Streptomyces. 


240818 Bacteria_16S 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae; 
240818 Bacteria_16S 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; 
240818 Bacteria_16S 
diastatochromogen 
diastatochromogen 
Streptomycetaceae; 
240818 Bacteria_16S 
acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae; 
240818 Bacteria_16S 


strain RL-34 16S 


Paracoccus. 


240818 Bacteria_16S 


strain DM-82 16S 


Bacteria; 


laevolacticus str 
laevolacticus Bac 


240818 Bacteria_16S 
6S ribosomal RNA, partial sequence 3985718 39871 
Flavobacteriales; 


strain KMM 6050 1 
Bacteroidetes; Fl 


240818 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


240818 Bacteria_16S 


strain KMM 6034 1 
Bacteroidetes; Fl 


240818 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


240818 Bacteria_16S 
n KMM 6049 16S ribosomal RNA, partial 
Flavobacteria; 


mishustinae strai 
mishustinae Bacte 


240818 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; G 


strain KMM 3951 1 
Bacteroidetes; Fl 


240818 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


240818 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


240818 Bacteria_16S 
ain KMM 3903 16S ribosomal RNA, partia 
Flavobacteria; 


sedimenticola str 
sedimenticola Bac 


240818 Bacteria_16S 
strain PAT 05 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacil 


16S 3921585 3921532 1 


3923166 3923113 1 


Streptomyces. 
3924747 39246941 


Streptomyces. 
3926328 3926275 1 


Streptomyces. 
3927908 3927855 1 


Streptomyces. 
3929489 3929436 1 


ribosomal RNA, 
3932608 3932555 1 


Firmicutes; 
3936905 3936856 1 


3938339 3938290 1 


3954552 3954503 1 


3958976 3958923 1 
ain M-8 16S ribosomal 
teria; Firmicutes; 
3986917 3986864 1 


avobacteria; 
3988394 3988341 1 


avobacteria; 
3989872 3989819 1 


avobacteria; 
3991363 39913101 


avobacteriales; 
3992859 3992806 1 


Bacteroidetes; 
4056144 4056091 1 
ibosomal RNA, partial 


ria; 


4088137 4088084 1 


avobacteria; 
4089628 4089575 1 


avobacteria; 
4091117 4091064 1 


avobacteria; 
4092613 4092560 1 


teria; Bacteroidetes; 
4103003 4102950 1 


lales; Bacillaceae; 


in RL-110 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


n ATCC 14975 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 


es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobac 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240818 Bacteria_16S 
adiacens strain GIFU 12706 16S ribosomal RNA, 
adiacens Bacteria; 
240818 Bacteria_16S 
thiocyanatus stra 
thiocyanatus Bact 


Lactobacillales; 


in THI 011 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
240818 Bacteria_16S 
sulfidophilum str 
Proteob 
240818 Bacteria_16S 


ain W4 16S ribosomal RNA, partial sequence 39533 
acteria; Alphaproteobacteria; Rhodobac 


54 


6S ribosomal RNA, partial sequence 3987206 39886 
Flavobacteriales; 


54 


6S ribosomal RNA, partial sequence 3988683 39901 
Flavobacteriales; 


54 


somal RNA, partial sequence 3990163 3991609 Piboc 
Flavobacteriaceae; 


54 


54 
sequence 


ammaproteobacteria; Oceanospirillales; 
240818 Bacteria_16S 


54 


6S ribosomal RNA, partial sequence 4086933 40 
Flavobacteriales; 


54 


6S ribosomal RNA, partial sequence 4088431 40 
Flavobacteriales; 


54 


6S ribosomal RNA, partial sequence 4089922 40 
Flavobacteriales; 


54 


54 


54 gi|219846280|ref|NR_025870.1 
39203 
ales; Streptomycineae; St 
54 gi|219846279|ref|NR_025869.1 
complete sequence 3921948 392347 
Actinomycetales; 
54 gi| 219846278 |ref|NR_025868.1 
complete sequence 392352 
Actinomycetales; 
54 gi| 219846277 |ref|NR_025867.1 
complete sequence 392511 
teridae; Actinomycetales; 
54 gi|219846276|ref|NR_025866.1 
complete sequence 3926691 392822 
; Actinomycetales; 
54 gi|219846275|ref|NR_025865.1 
3928271 3929800 Streptomyces 
Streptomycineae; Streptomyceta 
54 gi|219846272|ref|NR_025862.1 
complete sequence 3931373 393277 
Carnobacteriaceae; Granulicatella 
50 gi|219846268|ref|NR_025858.1 
sequence 3935756 393713 
ria; Rhodobacterales; 
50 gi| 219846267 |ref|NR_025857.1 
3937190 39385 
aceae; Paracoccu 
50 gi| 219846256 |ref|NR_025846.1 
terales; Rhodobacteraceae; 
54 gi|219846253|ref|NR_025843.1 
RNA, complete sequence 3957761 395924 
Bacillales; Sporolactobacillaceae; Sporolacto 
54 gi|219846234|ref|NR_025824.1 


Flavobacteriaceae 
gi|219846233 


Flavobacteriaceae 
gi|219846232 


Flavobacteriaceae 
gi|219846231 


Pibocella. 
gi| 219846230 
sequence 
Flavobacteria 
gi| 219846183 
4054980 40563 
Halomonad 
219846161 
883 
Flavobacteriaceae 
gi|219846160 
898 
Flavobacteriaceae 
gi| 219846159 
913 
Flavobacteriaceae 
gi| 219846158 
1 sequence 
lavobacter 


gi 


F 


amella. 
NR_025823.1 


, Gr 
ref 


; Aquimarina. 
ref |NR_025822.1 


llisia. 
NR_025821.1 
ponti Bacte 


7 Gi 
ref 
ella 


ref|NR_025820.1 

3991660 399309 
les; Flavobacter 
ref|NR_025773.1 


aceae; Halomonas 
ref|NR_025751.1 


ribacter. 
NR_025750.1 


7 Ma 
ref 


ribacter. 
NR_025749.1 


7 Ma 
ref 


; Maribacter. 

ref |NR_025748.1 
4091411 409284 

iales; Flavobact 


gi|219846151 


Streptomyces sampsonii 


67 3921897 Streptomyces sampsonii 
reptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Granulicatella 

8 Granulicatella 
Paracoccus 

9 Paracoccus 


Rhodobacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Rhodovulum 


99 3954787 Rhodovulum sulfidophilum 


Rhodovulum. 
Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 

Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Salegentibacter 

7 Salegentibacter 
iaceae; Salegentibacter. 
Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 


ref|NR_025741.1 


Bacillus patagoniensis 


4101786 4103187 Bacillus patagoniensis Bacteria; 


240818 Bacteria_16S 4115127 41150741 54 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

240818 Bacteria_16S 4127271 4127218 1 54 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
240818 Bacteria_16S 4130296 4130243 1 54 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

240818 Bacteria_16S 4182690 4182637 1 54 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

240818 Bacteria_16S 4202240 4202187 1 54 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240818 Bacteria_16S 4203738 4203685 1 54 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
240818 Bacteria_16S 4205285 4205232 1 54 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240818 Bacteria_16S 4226630 4226577 1 54 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

240818 Bacteria_16S 4228102 4228049 1 54 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 


strain Y10-2 16S 
Bacteroidetes; Fl 


240818 Bacteria_16S 


strain SwW49 16S r 
Bacteroidetes; Fl 


240818 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


240818 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


240818 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


240818 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


histaminiformans 
histaminiformans 


240818 Bacteria_16S 


montpellierensis 
montpellierensis 


240818 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


240818 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


240818 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; Clost 


240818 Bacteria_16S 


LMG 
Proteobacteria; 


19999 16S rib 
G 


240818 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


ribosomal RNA, partial sequence 


avobacteria; 


Flavobacteriales; 
4229574 4229521 1 


54 


ibosomal RNA, partial sequence 


avobacteria; 


Flavobacteriales; 
4240170 4240121 1 


50 


4226906 42283 
Flavoba 


gi 


4228378 42297 
Flavoba 


gi 


GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 


4241629 4241580 1 


50 


gi 


GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


244941 244893 4 


52 


ibosomal RNA, partial sequence 


ridia; 


52 


gi 


243690 24511 
Clostridiales; Veillonellaceae; 
433432 433384 4 


gi 


GMP01 16S ribosomal RNA, partial sequ 


tes; Bacillales; 


736047 735999 4 


Paenibacillaceae; 
52 


Pae 
gi 


strain MR2 16S ribosomal RNA, partial 


Bacteria; 


Firmicutes; 
767160 767112 4 


Clostridia; 
52 


Clos 
gi 


strain ADV 281.99 16S ribosomal RNA, p 


Bacteria; 


Firmicutes; 
828458 828410 4 


Clostridia; 
52 


Clos 
gi 


-30 16S ribosomal RNA, partial sequenc 


ridia; 


52 


Clostridiales; Veillonellaceae; 
830034 829986 4 


gi 


16S ribosomal RNA, partial sequence 


ridia; 


52 


Clostridiales; Veillonellaceae; 
1329670 1329622 4 


gi 


5 16S ribosomal RNA, partial sequence 
Clostridiales; Veillo 


tes; Clostridia; 


ridia; 


1748581 1748533 4 
6S ribosomal RNA, partial sequence 1747351 17488 

Clostridiales; Veillonellaceae; 
1793831 1793749 1 


52 


82 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


1915584 1915536 4 


52 


gi 


gi 


1792623 17941 


gi 


n CM1 16S ribosomal RNA, partial seque 


tes; Bacillales; 


240818 Bacteria_16S 


1943058 1943010 4 


Paenibacillaceae; 
52 


Pae 
gi 


cteriaceae 
219846049 


cteriaceae 
219846042 
nce 42390 
les; Methy 
219846041 
ce 42404 
les; Methy 
265678899 


Megasphae 
265678766 
ence 43219 


265678558 
sequence 
tridiales; 
265678535 
artial seq 
tridiales; 
265678494 
e 82720 
Selenomon 
265678493 
82878 
Selenomon 
219846090 
13284 
nellaceae; 
219878375 


Megamonas 
219878340 


onaceae; V 
219878252 
nce 19143 
ni 


nibacillus. 


bacillus. 


27 Aequorivita 1 
; Aequorivita. 
ref|NR_025639.1 


ipolytica Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


; Aequorivita. 


ref|NR_025632.1| Methylobacterium 
11 4240418 Methylobacterium hispanicum 
lobacteriaceae; Methylobacterium. 
ref|NR_025631.1| Methylobacterium 
69 4241874 Methylobacterium aquaticum 
lobacteriaceae; Methylobacterium. 
ref|NR_029207.1| Megasphaera elsdenii 
5 Megasphaera elsdenii Bacteria; 
ra. 
ref|NR_029071.1| Paenibacillus 
6 433742 Paenibacillus favisporus 
ref|NR_028862.1| Allisonella 

734793 736329 Allisonella 
Veillonellaceae; Allisonella. 
ref |NR_028839.1| Veillonella 
uence 765978 767386 Veillonella 
Veillonellaceae; Veillonella. 
ref|NR_028797.1| Selenomonas infelix 
9 828732 Selenomonas infelix Bacteria; 
as. 
ref|NR_028796.1| Selenomonas noxia 
3 830273 Selenomonas noxia Bacteria; 
as. 
ref|NR_025680.1| Dialister invisus DSM 
39 1329962 Dialister invisus DSM 15470 
Dialister. 
ref|NR_025514.1| Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 
ref|NR_025479.1| Vibrio pacinii strain 


16 Vibrio pacini 
ibrio. 
ref |NR_025391.1 
61 1915860 Paeni 


219878233 


ref |NR_025372.1 


b 


i Bacteria; 


Paenibacillus 
acillus azoreducens 


Paenibacillus cookii 


strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 


Firmicutes; Bacil 


lales; 


Paenibacillaceae; 


Paenibacillus. 


240818 Bacteria_16S 
train AIP 412.00 16S ribosomal RNA, pa 
Clost 


micronuciformis s 
micronuciformis B 


240818 Bacteria_16S 
ain CIN1 16S ribosomal RNA, partial se 


cinnamivorans str 
cinnamivorans Bac 


240818 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


240818 Bacteria_16S 
train DSM 12679 16S ribosomal RNA, par 
Clost 


proteoclasticus s 
proteoclasticus B 


240818 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain B9 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
240818 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


240818 Bacteria_16S 


strain HD9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
240818 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


240818 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


240818 Bacteria_16S 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


240818 Bacteria_16S 


dassonvillei subs 


2141274 2141226 4 52 gi 
acteria; Firmicutes; Clostridia; 
2431065 2431017 4 52 gi 
Clostri 

gi 


teria; Firmicutes; Clostridia; 
2789569 2789521 4 52 
tes; Bacillales; Paenibacillaceae; 
3366217 3366165 2 54 gi 
acteria; Firmicutes; Clostridia; 
3411683 3411635 4 52 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; 
3899015 3898975 30 
osomal RNA, partial sequence 


69 


4071295 4071247 4 52 
bosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
4110492 4110456 12 48 gi 
bosomal RNA, partial sequence 
4261 4234 25 52 gi 
ammaproteobacteria; Legionellales; Leg 
19277 19226 1 52 gi 
train AA718 16S ribosomal RNA, partial 


acteria; Bacteroidetes; Sphingobacteri 


43464 43429 19 54 gi 
strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 

85750 85715 19 54 gi 


p- dassonvillei strain IMRU 509 16S ri 


n TB 16S ribosomal RNA, partial sequen 
Pae 


Clostridiales; Veillo 


16S ribosomal RNA, partial sequence 3080 


219857641 
rt 
ridiales; 
219857437 
quence 
diales; 
219857124 
ce 27883 
ni 
219846673 
ti 
ridiales; 

219846637 
34104 


4070099 40715 


Veillonel 
219846145 


4109294 41108 
ionibacter 


265679061 
4533 
ionellacea 
265679051 
sequence 
a; Sphingo 


265679035 
partial s 


idae; Acti 


265679006 


ial sequ 


Rumino 


al seque 


bosomal RNA, p 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


ref 
ence 
Veil 
ref 


ref 


ref 
nce 

Clos 
ref 


tridiac 


la. 
ref 


ineae; 
ref 


egionel 


18082 i 
bacteriales 


ref 
eque 
nomy 


nce 4 
cetales 


ref 


NR_025230.1 
21400 
lonellaceae 
NR_025025.1 
2429869 24313 
coccaceae; 
NR_024752.1 
65 2789727 Paeni 
bacillus. 
NR_026265.1 
33650 


eae; 


NR_026229.1 
52 3411955 Diali 


NR_025735.1 
10 Kribbella jejuensis Bacteria; 
Nocardio 
NR_029369.1 
Legionella erythra Bacteria; 


la. 


NR_029359.1 


9577 


’ 


NR_029343.1 


2294 


, 


NR_029314.1 
artial sequ 


Fl 


st 


9 


’ 


5 


P 


b 


3 


s 


i 


e 


r 


e 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Papillibacter 
9 Papillibacter 
apillibacter. 
Paenibacillus 
acillus koleovorans 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Dialister pneumosintes 
ter pneumosintes 


nellaceae; Dialister. 
gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
3897893 3899299 Ahrensia kielensis Bacteria; 
dobacteraceae; Ahrensia. 
gi|219846172|ref|NR_025762.1| Veillonella caviae 


00 Veillonella caviae Bacteria; 


Kribbella jejuensis 


daceae; Kribbella. 
Legionella erythra 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

240818 Bacteria_16S 130065 130014 3 54 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
strain ES2772 16S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

240818 Bacteria_16S 163492 163457 19 54 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

240818 Bacteria_16S 268858 268823 19 54 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

240818 Bacteria_16S 325100 325049 3 54 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

240818 Bacteria_16S 326629 326578 3 54 gi|265678843|ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

240818 Bacteria_16S 328154 328103 3 54 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

240818 Bacteria_16S 329690 329637 1 54 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

240818 Bacteria_16S 342160 342109 1 52 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
240818 Bacteria_16S 405503 405468 19 54 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 


strain A288 16S ribosomal RNA, partial sequence 


404351 40583 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporanginea 
Actinomadura. 
240818 Bacteria_16S 420980 420945 19 54 gi| 265678774 |ref 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 


0 Actinomadura 


e; Thermomon 


meyerae Bacteria; 


osporaceae; 


NR_029079.1 


Brevibacterium 


419777 421277 Brevibacterium 


antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


240818 Bacteria_16S 


strain Al10 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


240818 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
240818 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


240818 Bacteria_16S 
MIL-1 16S ribosomal RNA, partial sequence 57740 
acteria; Gammaproteobacteria; Oceanospirillales; 
240818 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


strain B14 16S ri 
Bacteroidetes; Ba 


240818 Bacteria_16S 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


240818 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


strain AC 615 16S 
kondratievae stra 
Bacteria; Proteob 
subroseum strain 


subroseum Bacteri 
Streptosporangiac 


240818 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


240818 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


strain Greoux 11 
Bacteria; Proteob 


kuenenii strain J 
Bacteria; Proteob 


strain JB-A2 16S 
Proteobacteria; G 
thermophila strai 
Bacteria; Proteob 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


acidifaciens stra 
Bacteria; Bactero 


240818 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


470072 470037 19 


54 


bosomal RNA, partial sequence 


529921 529870 1 


ribosomal RNA, partial sequence 
Deinococcales; 


Deinococci; 
535989 535938 1 


ribosomal RNA, partial sequence 


hingobacteria; 
578592 578541 1 


730022 729971 3 


52 


52 


52 


54 


bosomal RNA, partial sequence 


cteroidia; 
750716 750666 1 


in 7N16 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


eria; Proteobacteria; 


814781 814730 1 


acteria; Gammaproteobacteria; Thiotrichales; 
240818 Bacteria_16S 


839093 839058 19 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240818 Bacteria_16S 


848267 848244 27 


in GB 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobacterales; 
240818 Bacteria_16S 


875357 875322 19 


CY-7113 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


Streptosporangium. 
891970 891918 1 


eae; 


ribosomal RNA, partial sequence 
Halobacteroidaceae; 


ridia; Halanaerobiales; 


901235 901184 1 


904280 904229 1 


D13 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
240818 Bacteria_16S 


998507 998456 1 


B-Al 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotrichales; 
240818 Bacteria_16S 


1001539 1001488 1 


ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
240818 Bacteria_16S 


1030327 1030276 1 


1090845 1090810 19 


ain A-5 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinom 
eae; 
240818 Bacteria_16S 

in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 
eae; 
240818 Bacteria_16S 


Nonomuraea. 
1099813 1099778 19 


Acrocarpospora. 
1105885 1105834 3 


in A40 16S ribosomal RNA, partial sequence 11046 
Bacteroidales; 


idetes; Bacteroidia; 
1107384 1107349 19 


Bacteroidales; 


52 


52 


54 


50 


54 


54 


52 


52 


52 


52 


52 


54 


54 


54 


54 


gi 


468944 47039 
Streptosporang 


gi 


528726 53019 
Deinococcaceae; 


gi 


gi 


gi 


728785 73027 
Prevotellaceae; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


AL7 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotrichales; 
240818 Bacteria_16S 


gi 


gi 


gi 


1000320 10017 


gi 


n I78 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
240818 Bacteria_16S 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetales; 


240818 Bacteria_16S 
strain DF-32 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


1108930 1108895 19 


54 


gi 


534808 53626 
Sphingobacteriales; Flexibacterac 


837961 83941 
Streptosporang 


265678450 
890778 89219 
Oren 
265678444 
90001 

Pis 
265678442 
90307 


Bacteroidace 


265678738 


265678699 


D 
265678695 


265678667 


265678562 


Prevot 
265678546 


Pseud 


265678503 
81355 
Pis 
265678487 


265678481 

84713 
R 
265678462 


lales; Leg 
265678379 
99729 
Pis 
265678377 


ciricketts 
265678358 
10291 
hales; Pis 
265678316 


265678310 
1 sequence 
Actinomy 


265678305 


265678304 
11062 
Stre 


265678303 


ref 


ref 


ref 


eae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ia. 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ceta 


ref 


ae; 
ref 


ptos 


ref 


5 Actinomadura 
ineae; 


5 578770 Thala 
Tha 


749594 75091 
omonadales; 


9 815058 Thioa 
cirickettsiaceae; 


ineae; 


874217 87563 
ales; 


3 901506 Thioa 
cirickettsiaceae; 


2 904507 Legio 
ione 


1 998749 Thiomi 
cirickettsiaceae; 


05 1030582 Thiomi 
cirickettsiaceae 


NR_029043.1 


NR_029004.1 


NR_029000.1 


Arcicella. 
NR_028972.1 


lassolituus. 
NR_028866.1 


NR_028850.1 
8 


NR_028806.1 


NR_028790.1 


NR_028784.1 


NR_028765.1 
5 


NR_028752.1 


NR_028746.1 
1 
NR_028744.1 
llaceae; 
NR_028681.1 


NR_028679.1 


Thiomicr 
NR_028660.1 


NR_028618.1 


1089685 109113 
ycetales; 


Strept 


NR_028612.1 


1098650 110009 


les; Strepto 


NR_028607.1 


72 1106166 Bacter 


Bacteroides. 
NR_028606.1 


17 1107715 Nonomu 


porangineae; 


NR_028605.1 


s 


Actinomadura latina 


latina Bacteria; 
Thermomonosporaceae; 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 
einococcus. 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Thalassolituus 
solituus oleivorans 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 
ella. 


Acinetobacter 
Acinetobacter 


Moraxellaceae; 


Thioalkalimicrobium 


lkalimicrobium cyclicum 


Thioalkalimicrobium. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Paracoccus 


2 848491 Paracoccus kondratievae 
hodobacteraceae; 


Paracoccus. 
Streptosporangium 
Streptosporangium 


Streptosporangineae; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Legionella gresilensis 


nella gresilensis 
Legionella. 


Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 
iaceae; 


ospira. 

Thiomicrospira 

crospira thermophila 

; Thiomicrospira. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Bacteroides 
oides acidifaciens 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Microbispora corallina 


1107766 1109207 Microbispora corallina Bacteria; 


Streptosporangineae; 


Streptosp 


orangiaceae; 


240818 Bacteria_16S 
strain R 16S ribo 


Proteobacteria; 
fever group. 


240818 Bacteria_16S 
sanguinis strain 
Bacteria; Actinob 


Brevibacterium. 


240818 Bacteria_16S 
DSM 9946 16S ribo 
Deinococcus-Thermus; 
240818 Bacteria_16S 
intestinalis DSM 13280 16S ribosomal RNA, partial seque 
Coriob 


13280 Bacteria; 
Collinsella. 


240818 Bacteria_16S 
DSM 13279 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; 


Collinsella. 


240818 Bacteria_16S 
mitsuokai DSM 158 


15897 Bacteria; 


Bacteria; 


ATCC 


ATCC 43183 16S 


Bacteria; 


strain JCM3369 
Actinobacteria; 
Actinomadura. 


240818 Bacteria_16S 


strain JCM3146 
Actinobacteria; 


Actinoallomurus. 
240818 Bacteria_16S 
oligospora strain 
oligospora Bacter 
Thermomonosporace 
240818 Bacteria_16S 


strain JCM 3325 
Actinobacteria; 
Actinomadura. 


240818 Bacteria_16S 
picturae strain L 
picturae Bacteria 


Brevibacterium. 


240818 Bacteria_16S 
antarcticus strai 


antarcticus Bac 
Algoriphagus. 


240818 Bacteria_16S 


strain LMG 2197 
Bacteroidetes; 


240818 Bacteria_16S 
aquimarinus strai 


aquimarinus Bac 
Algoriphagus. 


240818 Bacteria_16S 
winogradskyi stra 
winogradskyi Bact 


Algoriphagus. 


240818 Bacteria_16S 


strain BA134 16 
Bacteroidetes; 


Bactero 
240818 Bacteria_16S 
strain NCIMB 7030 


Deinococci; Thermales; 
1204348 1204297 1 


Thermaceae; 
52 gi 


Actinobacteria; Coriobacteridae; 


1205854 1205803 1 52 gi 


Coriobacteridae; 


1207389 1207338 1 52 gi 
F 


1237591 1237540 1 52 gi 


tes; Clostridia; Clostridiales; 
1261568 1261533 19 54 gi 
ia; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1296207 1296156 3 54 
bosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
1299094 1299059 19 54 


v 
gi 
ri 


gi 
1527987 1527952 19 54 


16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


1529499 1529464 19 54 
16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


1531011 1530976 19 54 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 
1535535 1535500 19 54 gi 
1 
Actinobacteridae; Actinomycetales; 
1603954 1603919 19 


54 gi 


; Actinobacteria; Actinobacteridae; Ac 


1617486 1617435 1 52 gi 
n LMG 21980 16S ribosomal RNA, partial 
teria; Bacteroidetes; Sphingobacteria; S 


1619009 1618958 1 52 gi 


0 

Sphingobacteria; Sphingobacteriales; Cyc 
1620532 1620481 1 52 gi 
n LMG 21971 16S ribosomal RNA, partial 
teria; Bacteroidetes; Sphingobacteria; S 
1622055 1622004 1 52 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1625086 1625035 1 52 
S ribosomal RNA, partial sequence 
Sphingobacteria; 


gi 


1130110 1130067 27 69 gi| 253680770 

somal RNA, partial sequence 1128958 1130397 Ricke 

Alphaproteobacteria; Rickettsiales; Rickettsiacea 
1133146 1133111 19 54 gi| 253680768 

CF63 16S ribosomal RNA, partial sequence 11319 

acteria; Actinobacteridae; Actinomycetales; Micr 

1163413 1163362 1 52 gi|228720981 


somal RNA, partial sequence 1162257 1163688 Meiot 


1204671 
Coriobacteri 


97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
240818 Bacteria_16S 
paucivorans strai 
Firmicu 
240818 Bacteria_16S 
mcbrellneri ATCC 
49030 Bacter 
Brevibacteriaceae 
240818 Bacteria_16S 


n SYR1 16S ribosomal RNA, partial sequ 
Lachno 


49030 16S ribosomal RNA, partial seque 


1295007 12963 
Ba 


55 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
240818 Bacteria_16S 

1526835 15282 
Stre 


1528339 15297 
Stre 


6S ribosomal RNA, partial sequence 1534373 15358 
Stre 


MG 22061 16S ribosomal RNA, partial se 


16S ribosomal RNA, partial sequence 1617815 16192 


Meiotherm 
228715356 
nce 12031 
acteriales 


228715355 
12061 


ales; Cori 


228715354 
12061 
richales; 
219878251 
ence 12363 
spiraceae; 
219846707 
nce 12603 
Actinomyce 


224581415 


cteroidace 
219846893 

12979 
ococcineae 
219857435 


ptosporang 


219857434 


ptosporang 


219857433 
sequence 
Actinomyce 


219857414 


ptosporang 
219878475 
quence 
tinomyceta 


219878465 
sequence 
phingobact 


219878464 


lobacteria 

219878463 
sequence 

phingobact 


219878462 
1 sequence 
Sphingobac 


eria 


ceae 


eria 


teri 


hermus silvanus 
us. 
ref |NR_027528.1 
62 1204620 Collin 
Coriobacterine 


’ 


ref|NR_027527.1 
28 Collinsella 
obacterineae; Co 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref |NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


ref|NR_027196.1 
48 Bacteroides 
ae; Bacteroides 
ref |NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref |NR_025023.1 


ineae; Thermomon 


ref |NR_025022.1 


ineae; Thermomon 
ref|NR_025021.1 
1529847 153130 


tales; Streptosp 


ref|NR_025002.1 
13 Actinomadura 
ineae; Thermomon 
ref|NR_025614.1 

1602772 160426 
les; Micrococcin 


ref|NR_025604.1 
1616292 161776 
les; Cycloba 


ref |NR_025603.1 
87 Algoriphagus 
; Algoriphag 

ref |NR_025602.1 
1619338 162081 
les; Cycloba 


ref|NR_025601.1 
1620861 162233 
ales; Cyclob 


219878460 


ref|NR_028018.1| Rickettsia rickettsii 
ttsia rickettsii Bacteria; 

e; Rickettsieae; Rickettsia; spotted 
ref|NR_028016.1| Brevibacterium 

55 1133449 Brevibacterium sanguinis 
ococcineae; Brevibacteriaceae; 
ref|NR_027600.1| Meiothermus silvanus 


DSM 9946 Bacteria; 
Collinsella 
sella intestinalis DSM 


ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Parasporobacterium 
orobacterium paucivorans 
ium. 

Brevibacterium 
acterium mcbrellneri 
ineae; 


Bacteroides stercoris 


stercoris ATCC 43183 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Actinomadura yumaensis 


88 Actinomadura yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


orangineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


ref|NR_025599.1 


Belliella baltica 


1623889 1625333 Belliella baltica Bacteria; 
Sphingobacteriales; Cyclobacteriaceae; Belliella. 


240818 Bacteria_16S 1737868 1737817 1 52 
strain RB-8 16S ribosomal RNA, partial sequence 


gi| 219878383 


1736673 17381 


ref|NR_025522.1 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

240818 Bacteria_16S 1740921 1740886 19 54 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
240818 Bacteria_16S 1747036 1747001 19 54 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

240818 Bacteria_16S 1853354 1853319 19 54 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 

240818 Bacteria_16S 1877691 1877656 19 54 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

240818 Bacteria_16S 1906566 1906515 1 52 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
240818 Bacteria_16S 1909525 1909474 1 52 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

240818 Bacteria_16S 1938526 1938491 19 54 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

240818 Bacteria_16S 2046848 2046797 3 54 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

240818 Bacteria_16S 2072932 2072881 3 54 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
strain ATCC 51261 16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

240818 Bacteria_16S 2157839 2157804 19 54 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

240818 Bacteria_16S 2188241 2188190 1 52 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

240818 Bacteria_16S 2250399 2250348 1 52 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

240818 Bacteria_16S 2251924 2251873 1 52 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

240818 Bacteria_16S 2253406 2253371 19 54 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
240818 Bacteria_16S 2309748 2309713 19 54 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
240818 Bacteria_16S 2311254 2311219 19 54 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

240818 Bacteria_16S 2358136 2358097 12 Si gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

240818 Bacteria_16S 2409778 2409743 19 54 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

240818 Bacteria_16S 2449390 2449339 1 52 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

240818 Bacteria_16S 2469148 2469097 1 52 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 


aerophilum strain AL3 16S ribosomal RNA, partial sequence 


2467928 2469361 Thioalkalimicrobium aerophilum 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


240818 Bacteria_16S 
beliardensis stra 
beliardensis Bact 
240818 Bacteria_16S 
strain VKM Ac-942 


2503636 2503585 1 52 gi 


in Montbeliard Al 16S ribosomal RNA, p 


219857380 
ar 


tial sequenc 


ref|NR_024968.1 


e 


250240 


Legionella 
5 2503874 Legionella 


eria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
2511255 2511220 19 54 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

240818 Bacteria_16S 2608520 2608469 3 54 gi|219857263|ref|NR_024894.1| Neptunomonas 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 

240818 Bacteria_16S 2633028 2632973 1 56 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 
strain ACAM 81 16S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

240818 Bacteria_16S 2648446 2648395 1 52 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 

240818 Bacteria_16S 2670799 2670764 19 54 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

240818 Bacteria_16S 2693328 2693293 19 54 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

240818 Bacteria_16S 2700831 2700780 3 54 gi|219857188|ref|NR_024816.1| Prevotella salivae 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

240818 Bacteria_16S 2702371 2702320 3 54 gi|219857187|ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

240818 Bacteria_16S 2751671 2751636 19 54 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

240818 Bacteria_16S 2753167 2753132 19 54 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

240818 Bacteria_16S 2754663 2754628 19 54 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

240818 Bacteria_16S 2792470 2792419 1 52 gi|219857122|ref|NR_024750.1| Coprococcus catus 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 

240818 Bacteria_16S 2819501 2819466 19 54 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

240818 Bacteria_16S 2820994 2820959 19 54 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

240818 Bacteria_16S 2822488 2822453 19 54 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
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219856836|ref|NR_024655.1| Oceanobacter kriegii 
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Thermomonosporaceae; 
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acteria; Alphaproteobacteria; Ricketts 
up. 
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Actinomadura coerulea 


coerulea Bacteria; 
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77 Nonomuraea recticatena Bacteria; 
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tsiaceae; Rickettsieae; 


’ 


Rickettsia montanensis 
tsia montanensis 
kettsieae; Rickettsia; 


Porphyromonas levii 
romonas levii Bacteria; 


ref |NR_025884.1 


Herbidospora cretacea 
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240818 Bacteria_16S 


strain KMM 3637 1 


syrphidicola stra 
syrphidicola Bact 


nitritigenes stra 
nitritigenes Bact 
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Bacteria; Actinob 
Corynebacterium. 


240818 Bacteria_16S 


obscurus DSM 4316 


Geodermatophilus. 


240818 Bacteria_16S 
10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Ac 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


’ 


240818 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


240818 Bacteria_16S 
strain B-10-31 16S ribosomal RNA, partial sequence 


hingobacteria; 
240818 Bacteria_16S 
in BH030046 16S ribosomal RNA, partial 
eria; 


tes; Bacillales; Alicyclobacillaceae; 


in EA-1 16S ribosomal RNA, partial seq 
eria; 
240818 Bacteria_16S 

in L 46 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
ae; 
240818 Bacteria_16S 
ribosomal RNA, partial sequence 
hingobacteria; 


acteria; Gammaproteobacteria; Methyloc 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


0 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


3979553 3979502 1 52 gi 
16S ribosomal RNA, partial sequence 

Sphingobacteriales; Fle 
4006266 4006183 1 83 gi 
Proteobacteria; Gammaproteobacte 
4048767 4048716 1 52 gi 
CsHg2 16S ribosomal RNA, partial sequ 
4113591 4113556 19 


54 gi 


Actinobacteria; Actinobacteridae; Ac 
4121145 4121110 19 


54 gi 


6S ribosomal RNA, partial sequence 4119951 41 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
240818 Bacteria_16S 


4139512 4139461 3 54 gi 
Tenericutes; Mollicutes; 
4218967 4218932 19 54 


Entomop 
gi 


Actinomadura. 


4237146 4237095 1 52 gi 
Sphingobacteriales; Cyc 
192583 192501 1 82 gi 
JB103 16S ribosomal RNA, partial sequ 
215743 215685 25 


82 gi 


264410 264364 1 47 


gi 


Fla 
gi 


Bacteroidetes; Flavobacteria; 
367358 367276 1 82 


817791 817757 30 63 gi 
Halo 


gi 


Clostridia; Halanaerobiales; 
978302 978256 6 52 


1110446 1110396 1 51 gi 
Coriobacteridae; 
Collinsella. 

1152847 1152765 1 82 


ribosomal RNA, partial sequence 


gi 


1257079 1257025 1 54 gi 


16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycet 


1345039 1344997 12 54 gi 


1361639 1361597 12 54 gi 


complete sequ 


Acidimicrobium. 


1382790 1382708 1 82 gi 


I 


1412746 1412664 1 82 gi 


4235935 42373 


214535 21600 


1151622 11530 
ammaproteobacteria; Alteromonadales; P 


1381574 13830 


219846239 
39784 
xibacterac 
219846221 
sequence 
ria; Alter 


219846188 
ence 40475 
Alicycloba 
219846142 
sequence 

tinomyceta 


219846137 
214 
ococcineae 
219846121 
uence 
lasmatales 
219846062 
uence 
Actinomy 


, 


219846044 


lobacteria 
265678935 
ence 19135 
occales; M 
265678919 


Halomonad 
265678884 
sequence 
vobacteria 
265678810 
quence 
teria; Alt 


265678501 
nce 81658 
bacteroida 
265678392 
uence 

erpetosiph 
265678302 
sequence 
Coriobacte 


253680755 


sychromona 
219857144 


ales; Cory 


228721038 
13438 
omycetales 


228719712 
ence 13604 
idimicrobi 
228717104 


diomarinac 
224581450 


ref |NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref|NR_025811.1 

4005071 400647 
omonadales; Alte 


ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025732.1 

4112427 411388 
les; Micrococcin 


ref|NR_025727.1 


, Br 
ref 


evibacteriac 
NR_025711.1 
138305 413982 

; Spiroplasmatac 
ref|NR_025652.1 
4217823 421929 
cetales; Strepto 


rs 


ref |NR_025634.1 


ceae; Aquiflexu 
ref |NR_029243.1 
7 #192822 Methyl 
ethylococcaceae; 
ref |NR_029227.1 


aceae; Halomonas 
ref|NR_029190.1 

263191 264674 
les; Flavobacter 
ref|NR_029115.1 

366150 367594 
eromonadales; Id 


ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref |NR_028694.1 

977181 978580 
onaceae; Herpeto 
ref |NR_028604.1 

1109258 111072 
riales; Coriobac 


ref|NR_028003.1 
67 Psychromonas 
daceae; Psychro 
ref|NR_024772.1 
Cc 


nebacterineae; 


ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


’ 


ref|NR_027584.1 
61 1361925 Acidim 
ales; Acidimicro 


v 


ref|NR_027560.1 


eae; Idiomarina. 


ref 


NR_027234.1 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Alicyclobacillus 
lobacillus vulcanalis 


Brevibacterium 
5 Brevibacterium 


eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Actinomadura 

1 Actinomadura 

sporangineae; 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 
m. 


Methylomonas 
omonas aurantiaca 
Methylomonas. 
Halomonas elongata 


2 Halomonas elongata Bacteria; 


Psychroserpens 

Psychroserpens 
iaceae; Psychroserpens. 

Idiomarina 

Idiomarina 
iomarinaceae; 


Selenihalanaerobacter 

halanaerobacter shriftii 

naerobacter. 
Herpetosiphon 
Herpetosiphon 

siphon. 
Collinsella 

0 Collinsella 

terineae; 


Psychromonas kaikoae 


kaikoae Bacteria; 
monas. 


Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Acidimicrobium 
icrobium ferrooxidans 


bineae; 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Algicola sagamiensis 


1411537 1413034 Algicola sagamiensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 


240818 Bacteria_16S 1546359 1546277 1 


strain KMM 231 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


240818 Bacteria_16S 1547874 1547792 1 


strain KMM 227 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


240818 Bacteria_16S 
inopinata strain 
Bacteria; 
240818 Bacteria_16S 


1632627 1632577 4 


1757798 1757716 1 


82 


82 


54 


143-02 16S ribosomal RNA, partial sequence 16314 
Firmicutes; Erysipelotrichi; Erysipelotrichales; 


82 


strain 2825 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


240818 Bacteria_16S 
saalensis strain 
Bacteria; Firmicutes; 
Sedimentibacter. 
240818 Bacteria_16S 


1768253 1768199 1 
Clostridia; 


1789212 1789170 12 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 
240818 Bacteria_16S 


2080545 2080511 12 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionimicrobium. 
240818 Bacteria_16S 2299173 2299091 1 
strain L2-TR 16S 
Proteobacteria; 


240818 Bacteria_16S 2663281 2663255 28 


54 


ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


54 


46 


82 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Idiomarinac 


54 


strain IM1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 


240818 Bacteria_16S 2919203 2919153 4 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


thermoluteolus Bacteria; 
Hydrogenophilus. 
240818 Bacteria_16S 
tapeticola strain 


Proteobacteria; 


3008654 3008604 4 


240818 Bacteria_16S 3011573 3011531 12 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 


Geodermatophilaceae; Modestobacter. 
240818 Bacteria_16S 3013131 3013089 12 
aurantiacus strain BC361 


Nocardioidaceae; Marmoricola. 
240818 Bacteria_16S 3117340 3117258 1 
antarctica strain 


Psychromonas. 


240818 Bacteria_16S 3364691 3364641 4 


spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 


spinosum Bacteria; 
Verrucomicrobium. 
240818 Bacteria_16S 
strain ATCC 33530 
Bacteria; 
240818 Bacteria_16S 


3520051 3520001 1 


3587223 35871411 


54 


54 


ccc Baja-95 Cl.2 16S ribosomal RNA, partial seq 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulin 


54 


54 


16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


82 


star-1 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; 


54 


51 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


82 


strain JB13 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


240818 Bacteria_16S 3594897 3594847 4 


cellobioparum strain DSM 1351 16S ribosomal RNA, partial 
Clostridia; 


cellobioparum Bacteria; Firmicutes; 
240818 Bacteria_16S 3602644 3602602 12 


hyovaginalis strain BM 1192/5 16S ribosomal RNA, partia 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae 


Actinomycetaceae; Actinomyces. 
240818 Bacteria_16S 3754620 3754582 30 


54 


54 


67 


strain M165/69 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


240818 Bacteria_16S 3766748 3766698 4 


acrylicus strain W218 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


54 


Clostridiales Fa 


Clostri 


gi|219857261 
1545151 15466 


gi|219857260 
1546665 15481 


gi|219878455 


gi|219878367 
1756574 17580 


219878359 
17670 


gi 
gi| 219878343 
Actinomyc 
gi| 219878136 
Actinomy 


gi|219857531 
2297982 22993 


gi] 219857215 
2662145 26634 


gi|219856844 
Hydr 


gi|219846918 


gi|219846916 


Actinom 


gi|219846915 

Actinomyc 
gi|219846844 
Alterom 


gi|219846674 


Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


219846563 
35188 


gi 
gi|219846518 
3585997 35874 


219846512 
sequence 


gi 
diales; 
gi| 219846505 
1 sequence 
7 


gi| 219846396 
3753459 37549 


Clostridiaceae; Cl 


Actinomycetales; 


ref|NR_024892.1 


Idiomarina. 
NR_024891.1 


eae; 
ref 


Idiomarina. 
NR_025594.1 


eae; 
ref 


ref|NR_025506.1 
69 Psychromonas 


ref |NR_025498.1 


mily XI. 
ref |NR_025482.1 

1788037 178951 
etales; 


ref|NR_025275.1 
2079371 208087 


ref |NR_025119.1 


Idiomarina. 
NR_024843.1 


eae; 
ref 


e; Methylopila. 
ref |NR_024663.1 
2918000 291946 


ref|NR_026510.1 
uence 300750 
a. 
ref|NR_026508.1 

3010413 301189 
ycetales; Franki 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


ref|NR_026436.1 
3116131 311762 
onadales; Psychr 


NR_026266.1 
3363492 336498 
Verruco: 


ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026104.1 

3593717 359520 


ref |NR_026097.1 
3601450 360294 
Actinom 


ref |NR_025987.1 


gi|219846387 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Erysipelothrix 


20 1632923 Erysipelothrix inopinata 
Erysipelotrichaceae; Erysipelothrix. 


Psychromonas profunda 


profunda Bacteria; 
Psychromonas. 


Sedimentibacter 


74 1768507 Sedimentibacter saalensis 
Incertae Sedis; 


Blastococcus 
9 Blastococcus 


Frankineae; Geodermatophilaceae; 


Propionimicrobium 
2 Propionimicrobium 


cetales; Propionibacterineae; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Hydrogenophilus 
0 Hydrogenophilus 


ogenophilales; Hydrogenophilaceae; 


Halospirulina 
4 3008891 Halospirulina 


Modestobacter 
4 Modestobacter 
neae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Verrucomicrobium 
3 Verrucomicrobium 


microbiaceae; 


Mycoplasma genitalium 
asma genitalium 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Clostridium 
3 Clostridium 
ostridium. 
Actinomyces 
5 Actinomyces 
ycineae; 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


ref|NR_025978.1 


Desulfovibrion 


Desulfovibrio 


3765567 3766920 Desulfovibrio acrylicus 


aceae; Desulfovibrio. 


240818 Bacteria_16S 


strain ATCC 27255 
Firmicutes; 


Clost 


240818 Bacteria_16S 
strain 62 16S rib 


osomal RNA, partial sequence 


3836584 38380 


Proteobacteria; 


240818 Bacteria_16S 
aggregatus strain 
Bacteria; Actinob 


Blastococcus. 


240818 Bacteria_16S 
strain R22 16S ri 


G 


ammaproteobacteria; Oceanospirillales; 


3833334 3833284 4 54 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
ridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
3837780 3837727 1 54 gi|219846337|ref|NR_025927.1| Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


3840818 3840776 12 


4010819 4010737 1 


54 


82 


bosomal RNA, partial sequence 


gi 


B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


ales; 


219846216 


4009610 40110 


Fran 


kine 


ref 


ae; Geoderma 


NR_025806.1 


Halomonadaceae; Halomonas. 
219846335|ref|NR_025925.1| Blastococcus 
ce 3839632 3841072 Blastococcus aggregatus 


tophilaceae; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

240818 Bacteria_16S 4106000 4105950 4 54 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

240818 Bacteria_16S 28411 28358 1 54 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

240818 Bacteria_16S 40416 40363 Ae 54 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

240818 Bacteria_16S 88735 88682 1 54 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
240818 Bacteria_16S 204904 204855 5 54 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

240818 Bacteria_16S 296254 296209 1 46 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

240818 Bacteria_16S 312964 312911 1 54 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

240818 Bacteria_16S 413365 413312 1 54 gi|265678779|ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240818 Bacteria_16S 444226 444173 1 54 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
240818 Bacteria_16S 453460 453407 1 54 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


strain R 16089 16 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain G-16.1 16S 


S ribosomal RNA, 


complete sequence 


452220 45376 


lales; Macrococcus. 

455059 455006 1 54 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

491730 491677 1 54 
ribosomal RNA, partial sequence 


gi 


gi 


265678751 


453819 45536 


265678724 


490502 49197 


8 Macrococcus lamae Bacteria; 


ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 


ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

240818 Bacteria_16S 520739 520686 1 54 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

240818 Bacteria_16S 522266 522213 1 54 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
240818 Bacteria_16S 542077 542024 1 54 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 


Bacteria; Firmicu 


tes; Bacillales; Staphylococcus. 


240818 Bacteria_16S 661878 661825 1 54 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

240818 Bacteria_16S 791766 791713 1 54 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

240818 Bacteria_16S 808662 808609 1 54 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240818 Bacteria_16S 879768 879691 4 80 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 


marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 


878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


e; Prochlorococcus. 


240818 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


240818 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


1000019 999974 1 46 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1007569 1007520 4 53 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


265678378 
ce 99880 
hales; 
265678373 


1006359 10077 


Pis 


ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref|NR_028675.1 


Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Bacillus mucilaginosus 


, 


63 Bacillus mucilaginosus Bacteria; 


240818 Bacteria_16S 1019626 1019573 1 54 gi| 265678365 |ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

240818 Bacteria_16S 1028831 1028778 1 54 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 

strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

240818 Bacteria_16S 1122636 1122583 1 54 gi|228715451|ref|NR_027532.1| Ureaplasma parvum 

serovar 3 str. ATCC 27815 16S ribosomal RNA, partial sequence 1121455 1122893 Ureaplasma parvum 

serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

240818 Bacteria_16S 1124200 1124147 1 54 gi|224581425|ref|NR_027206.1| Lactobacillus antri 

strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240818 Bacteria_16S 1157355 1157302 1 54 gi|228721492|ref|NR_027615.1| Streptobacillus 

moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 

DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

240818 Bacteria_16S 1167930 1167877 1 54 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 

ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 

Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

240818 Bacteria_16S 1174110 1174057 1 54 gi|228719222|ref|NR_027581.1| Capnocytophaga 

ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 

7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

240818 Bacteria_16S 1181652 1181603 1 50 gi|228717635|ref|NR_027565.1| Victivallis vadensis 

ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 

Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 

240818 Bacteria_16S 1183149 1183096 1 54 gi|228717350|ref|NR_027562.1| Anaerofustis 

stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 

stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 

240818 Bacteria_16S 1294700 1294647 1 54 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 

subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 

subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

240818 Bacteria_16S 1318995 1318942 1 54 gi|228715349|ref|NR_027521.1| Staphylococcus 

schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 

240818 Bacteria_16S 1320537 1320484 1 54 gi| 228715347 |ref|NR_027519.1| Staphylococcus capitis 

subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 

capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

240818 Bacteria_16S 1322079 1322026 1 54 gi|228715346|ref|NR_027518.1| Staphylococcus 

carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 

carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

240818 Bacteria_16S 1434270 1434217 1 54 gi|224581433|ref|NR_027215.1| Staphylococcus felis 


strain GD521 16S 
Firmicutes; Bacil 


240818 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


240818 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


240818 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


240818 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; G 


240818 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


240818 Bacteria_16S 


xinjiangense stra 
xinjiangense Bact 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1479791 1479738 1 54 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1628092 1628039 1 54 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1734810 1734757 1 54 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1944657 1944604 1 54 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
1967457 1967404 1 54 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
2180610 2180557 1 54 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2182126 2182073 1 54 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


240818 Bacteria_16S 


1433051 14345 


219878381 
ete sequen 
ococcus. 
219878458 
nce 16269 
Ss; 
219878385 
uence 
iales; Lac 
219878232 
19433 
; Lactobac 
219878217 


1966261 19677 
ma 


tiaceae; 
219857613 
equence 

bacteriale 
219857612 
1 sequence 
avobacteri 


2197333 2197280 1 54 gi 


219857601 


pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


Flavoba 


ref|NR_025520.1 
ce 1478573 148010 


ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025356.1 


Thi 
ref 


ocapsa. 
NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 
ales; Flavobacte 


ND 


i} 


25 Staphylococcus felis Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Flavobacterium 
acterium frigoris 
obacterium. 
Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Lactobacillus frumenti 
acillus frumenti 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 


ref |NR_025189.1 
2196082 219764 


Lactobacillus 
0 Lactobacillus 


240818 Bacteria_16S 


alkaliphilus strain T8 16S ribosomal RNA, partial sequence 
Salinicoccus. 


Bacteria; Firmicutes; 
240818 Bacteria_16S 
strain DM12 16S r 


240818 Bacteria_16S 
strain YKJ-16 16S 
Proteobacteria; 
240818 Bacteria_16S 


galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; 


240818 Bacteria_16S 


frigidarium strain A2i 16S ribosomal RNA, partial sequence 
Flavobacteriale 


Bacteria; 
240818 Bacteria_16S 
strain CCUG 43179 
Bacteria; Firmicutes; 
240818 Bacteria_16S 

strain T1-X7 16S 


240818 Bacteria_16S 


australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; 
Tetrasphaera. 


Intrasporangiaceae; 
240818 Bacteria_16S 


multivorans strain DM13 16S ribosomal RNA, partial sequence 26607 
Proteobacteria; Alphaproteobacteria; Rhizobia 


Bacteria; 
240818 Bacteria_16S 
strain KMM 3677 1 
Bacteroidetes; Fl 
240818 Bacteria_16S 
strain KMM 3676 1 
Bacteroidetes; Fl 
240818 Bacteria_16S 
strain KMM 3526 1 
Bacteroidetes; Fl 
240818 Bacteria_16S 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial s 
oxidotolerans Bacteria; 


240818 Bacteria_16S 


lithotrophicum strain 42BKT 16S ribosomal RNA, partial 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; 


240818 Bacteria_16S 


limicola strain ST-82 16S ribosomal RNA, partial sequence 
Flavobacteriale 


Bacteria; 
240818 Bacteria_16S 


strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


240818 Bacteria_16S 
strain IFO 12702 


240818 Bacteria_16S 
vitulinus strain 
vitulinus Bacteria; 
240818 Bacteria_16S 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 
Firmicutes; 


pasteuri Bacteria; 
240818 Bacteria_16S 


lugdunensis strain ATCC 4 


lugdunensis Bacteria; 
240818 Bacteria_16S 
strain ATCC 43959 
Bacteria; Firmicutes; 
240818 Bacteria_16S 


delphini strain ATCC 4917 


delphini Bacteria; 
240818 Bacteria_16S 
strain ATCC 35538 
Bacteria; Firmicutes; 
240818 Bacteria_16S 


Bacteroidetes; 


16S ribosomal RNA, 


avobacteria; 


avobacteria; 


avobacteria; 


Bacteroidetes; 


Firmicutes; 


16S rib 
Bac 


16S rib 
Bac 


2314320 2314267 1 


Bacillales; 
2335514 2335465 1 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


2391549 2391496 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


2393102 2393049 1 


Bacteroidetes; 
2434157 24341041 


Flavobacteria; 
2466024 2465971 1 


Lactobacillales; 
2493104 24930511 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


2494591 2494538 1 


2661900 2661879 28 


2684491 2684438 1 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriales; 


2685933 2685880 1 


6S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriales; 


2687402 2687349 1 


6S ribosomal RNA, partial sequence 2686201 26 
Flavobacteriales; 


2706907 2706854 1 


Firmicutes; 
2721888 2721843 1 


2742936 2742883 1 
Flavobacteria; 


2814952 2814899 1 


2827006 2826953 1 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


2908432 2908379 1 


ATCC 51145 16S ribosomal RNA, partial 
Firmicutes; 


Bacillales; 
2909978 2909925 1 


Bacillales; 
2911522 2911469 1 
2913064 29130111 


illales; 
2914608 2914555 1 


Bacillales; 
2916151 2916098 1 


illales; 
2917693 2917640 1 


54 gi| 219857465 

sequence 
Flavobacteria; Flavobact 
54 gi|219857432 


complete sequence 
Lactobacillaceae; 


Bacillales; 


3809 16S ribosomal RNA, partia 
Bacillales; 


osomal RNA, partial sequence 
Staphylococcus. 


1 16S ribosomal RNA, partial sequence 
Firmicutes; 


osomal RNA, partial sequence 
Staphylococcus. 


54 219857520 


23131 


gi 


50 gi| 219857505 


2334350 23357 
54 gi| 219857466 
2390343 23918 


24329 
s; Flavoba 
219857406 
24647 
Lactobac 
gi| 219857388 
2491905 24933 


54 gi 


54 


54 gi| 219857387 


49 gi| 219857216 
les; Hypho 
54 gi| 219857200 
Flavobacteriaceae 
gi| 219857199 
861 
Flavobacteriaceae 
gi| 219857198 
876 
Flavobacteriaceae 
gi| 219857184 
equence 
les Family 
219857174 
sequence 


54 


54 


54 


Bacilla 
46 gi 
Ss 
219857159 
27417 
s; Flavoba 
gi| 219857107 
2813767 28152 


54 gi 


54 


54 gi| 219856906 
Sp 
219856851 
sequence 
Staphylococcus. 


54 gi| 219856850 


54 gi 


Staphylococcus. 
54 gi|219856849 
1 sequence 
Staphylococcus. 
54 gi|219856848 
29118 
54 gi| 219856847 
Staphylococcus. 
54 gi| 219856846 
29149 


Actinomycetales; 


ref |NR_025108.1 
25 2314583 Salini 
ref|NR_025093.1 


aceae; Paracoccu 
ref|NR_025054.1 


Halomona 
ref|NR_025053.1 

2391886 239336 
eriales; Flavoba 
ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; 
ref|NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024975.1 

2493400 249486 
Microc 


ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref |NR_024828.1 


; Zobellia. 
ref |NR_024827.1 


; Zobellia. 
ref |NR_024826.1 


; Zobellia. 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref |NR_024802.1 

2720705 272211 
ulfurovum. 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref|NR_024735.1 


; Intrasporangia 
ref|NR_024727.1 


orichthyaceae; S 
ref |NR_024670.1 
2907194 290869 


ref |NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


54 gi|219856845 


arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 


arlettae Bacteria; 


Firmicutes; 


Bacillales; 


Staphylococcus. 


Salinicoccus 
coccus alkaliphilus 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Halomonadaceae; Ss. 


Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Flavobacterium 
acterium frigidarium 


Flavobacterium. 


Lactobacillus mucosae 
acillus mucosae 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Sulfurovum 
0 Sulfurovum 


Flavobacterium 
acterium limicola 
obacterium. 
Tetrasphaera elongata 


09 Tetrasphaera elongata Bacteria; 


ceae; Tetrasphaera. 
Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


ref|NR_024664.1 
2916456 291794 


Staphylococcus 
9 Staphylococcus 


240818 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


240818 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


240818 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


240818 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


240818 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


240818 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


240818 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


240818 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


240818 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


240818 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; 


chliarophilus str 
chliarophilus Bac 


240818 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


240818 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


240818 Bacteria_16S 


periodonticum str 
periodonticum Bac 


240818 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


240818 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


240818 Bacteria_16S 3790714 3790653 21 81 gi|219846370|ref|NR_025961.1 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
240818 Bacteria_16S 3843905 3843852 1 54 gi| 219846333 |ref|NR_025923.1 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 384417 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
240818 Bacteria_16S 3845445 3845392 1 54 gi| 219846332 |ref|NR_025922.1 


strain AW 25 16S 
Firmicutes; Bacil 


240818 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


240818 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


240818 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


240818 Bacteria_16S 


G 
240818 Bacteria_16S 


2926660 2926639 29 50 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


e 
ct 


2944789 2944736 1 54 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


3090353 3090300 1 54 gi 
ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3165668 3165615 1 54 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
3174778 3174725 1 54 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3297559 3297506 1 54 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3303695 3303642 1 54 gi 
6S ribosomal RNA, 
lales; Salinicoccus. 

3305280 3305227 1 


ia 
rn 


il 


Ss; 


en 
sp 


54 gi 


Lactobacil 
gi 


bacillales; Lactobacillaceae; 


3306820 3306767 1 54 
Lactobacil 
gi 


bacillales; Lactobacillaceae; 
3353795 3353742 1 54 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3390389 3390309 1 81 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3605694 3605641 1 54 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; Flavobact 


H 


se 
er 


3607231 3607178 1 54 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 
3619193 3619122 1 71 gi 
ain EK1-15 16S ribosomal RNA, partial 

teria; Fusobacteria; Fusobacteriales; 

3683015 3682966 1 50 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3701060 3701007 1 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


s 
ob 


se 
Fu 


te 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 

3892863 3892810 1 54 
strain DSM 735 16S ribosomal RNA, 
Bacteria; Proteobacteria; Gammaproteo 


gi 
compl 
ba 


3908165 3908112 1 54 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3909692 3909639 1 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


gi 


219856839 


sequenc 
eria; 


219856827 


equence 


Actinomyc 


219846862 


1 seque 
obacter 


219846812 
3164429 31659 


lus. 


219846805 


3173 
Thermo 


219846723 


ce 3296 
iraceae 


219846719 
complete sequence 3302462 33040 


219846718 
6S ribosomal RNA, partial sequence 3304055 33055 


lus. 


219846717 
6S ribosomal RNA, partial sequence 3305595 33071 


lus. 


219846682 
3352589 33540 


alomona 


219846652 


al sequ 
Thermal 


219846503 


quence 
ia; Fla 


219846502 


equence 
acteria 


219846493 


quence 
sobacte 


219846449 


3681 
rales; 


219846436 
3699882 37013 


3844228 38456 


219846300 


ete seq 
cteria; 


219846289 
3906969 39084 


219846288 
3908492 39099 


3911221 3911168 1 54 gi 


219846287 


canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


Rh 


ref ul 
2925520 29269 
odobacterales; 


e 


ref ad 
2943614 29450 
etales; 


ref Pd 
ce 3089141 30905 
aceae; Granulic 
ref 


n 
i 


ref 
5 
anaer 
ref 
3 
; Pse 
ref 


04 Salinicoccus 


ref 


ref 


ref 
dacea 
ref 
nce 
s; T 
ref 

3604483 36059 
obacteriales; F 


e; 


33892 
hermaceae; 


e 
e 


Vi 


ref 

3606022 36074 
es; Flavobacter 
ref 

3618078 36194 
iaceae; Fusobac 
ref 


1 


xr 


8 
Rhodo 


ref 


bacteraceae 


ref 
ence 
Ocea 


u 38916 


nospirillal 


ref 


ref 


ref 


NR_024658.1 


NR_024646.1 
Frankin 


NR_026454.1 


NR_026404.1 
45 Lactobacillus 


NR_026397.1 
65 3175071 Thermo 
obacteracea 
NR_026315.1 
73 3297834 Pseud 
udobutyrivi 
NR_026311.1 


NR_026310.1 
44 Lactobacillus 


NR_026309.1 
06 Lactobacillus 


NR_026274.1 
83 Halomonas desiderata Bacteria; 


Halomonas 
NR_026244.1 


NR_026095.1 


NR_026094.1 
NR_026085.1 
NR_026040.1 


64 3683252 Octad 


NR_026027.1 
36 Ureaplasma gallorale Bacteria; 


NR_025890.1 


NR_025879.1 
41 Ureaplasma felinum Bacteria; 


NR_025878.1 
69 Ureaplasma diversum Bacteria; 


NR_025877.1 


7 
R 


7 
e 


2 
a 


e 


oO. 
b 


4 
M 


7 
1 
ri 
i 


0 
s 


e 
i 


3 
e 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Granulicatella 
3 Granulicatella 
tella. 

Lactobacillus kunkeei 
kunkeei Bacteria; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Salinicoccus roseus 


, 


roseus Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Halomonas desiderata 


Meiothermus 
4 3390664 Meiothermus 
eiothermus. 
Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Fusobacterium 
8 Fusobacterium 
erium. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Ureaplasma gallorale 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Ureaplasma felinum 


Ureaplasma diversum 


Ureaplasma 


3910020 3911499 Ureaplasma 


240818 Bacteria_16S 
strain CL-SP19 16 
Proteobacteria; G 
240818 Bacteria_16S 
strain 50-1 BON 1 


3983942 3983889 1 54 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
4077295 4077246 5 54 gi 


gi 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterale 
Mahella. 
240818 Bacteria_16S 4094094 4094041 1 54 gi|219846157|ref 


strain KMM 3941 1 


3982735 39841 


6S ribosomal RNA, partial sequence 4076074 40776 


6S ribosomal RNA, partial sequence 4092900 40943 


219846236 |ref 


diomarinac 
219846168 


eae; 
ref 


NR_025826.1 


Idiomarina 
NR_025758.1 


s Family IV. 


NR_025747.1 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

240818 Bacteria_16S 4134868 4134819 1 50 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

240818 Bacteria_16S 4225092 4225039 1 54 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

240818 Bacteria_16S 743712 743668 1 45 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

240818 Bacteria_16S 805550 805502 4 52 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 


strain AIP313.00 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
240818 Bacteria_16S 2991903 2991879 28 52 gi 
strain LS-13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Leg 
240818 Fungi_16S 1202 1149 1 54 gi 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 

Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240818 Fungi_16S 2711 2658 1 54 gi 
strain IFM 078 
Actinobacteria; 
240818 Fungi_16S 
strain IFM 057 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240818 Fungi_16S 5809 5756 al 54 gi 


Actinobacteridae; Actinomycetales; Cory 
4249 4196 1 54 gi 


strain IFM 10084 16S ribosomal RNA, partial sequence 4616 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240818 Fungi_16S 7365 7312 1 54 gi 
strain YZ-96 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240818 Fungi_16S 8867 8814 1 54 gi 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240818 Fungi_16S 10353 10300 1 54 gi 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240818 Fungi_16S 11834 11781 1 54 gi 
yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Nocardia. 

240818 Archaea_16S 209944 209917 54 
strain KAW2/2 16S ribosomal RNA, 
Euryarchaeota; Thermoplasmata; Thermoplasmatales; Picro 
240818 Archaea_16S 85721 85696 54 79 gi 
acidophilum 122-1B2 16S ribosomal RNA, partial sequence 
Archaea; Euryarchaeota; Thermoplasmata; Thermoplasmatal 
240818 Archaea_16S 147322 147297 54 79 gi 
GSS1 16S ribosomal RNA, partial sequence 
Euryarchaeota; Thermoplasmata; Thermoplasmatales; 
240818 Archaea_16S 150331 150307 54 78 
acidiphilum Y 16S ribosomal RNA, partial sequence 
Euryarchaeota; Thermoplasmata; Thermoplasmatales; 
240954 Bacteria_16S 462431 462348 1 83 


81 
complete sequence 


gi 


Therm 
gi 


Ferro 
gi 


strain YIM 31530 16S ribosomal RNA, partial sequence 461374 46285 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
240954 Bacteria_16S 2944642 2944578 1 65 gi 
brevicatena strain YU 720-21 16S ribosomal RNA, partial 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 
Sporichthya. 

240954 Bacteria_16S 158906 158846 1 61 gi 
arborescens strain DSM 20754 16S ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 804384 80579 


2990709 29921 


4 16S ribosomal RNA, partial sequence 1564 


5 16S ribosomal RNA, partial sequence 3067 


6163 


208822 21029 


146236 147646 Thermopla 


149200 15065 


bus. 
ref 


Anaeroglo 
219846929 


ionellacea 
265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


e; F 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


myce 
219846654 


ref 


Pic 
ref 


philaceae; 
254971317 

84597 
es; Thermo 
254971267 


plas 
ref 


oplasmatac 
254971265 


eae; 
ref 
; Fe 
ref 


plasmaceae 
265678743 


inea 
ref 


ionibacter 
219856827 
sequence 


Actinomycetal 


1 Anaeroglobus 


e 10639 


86067 


2943614 29450 


NR_026521.1 


luoribacter. 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_024825.1 


Nocardiacea 
NR_024803.1 
12137 

Cory 


tales; n 


NR_026246.1 


rophilus. 
NR_028235.1 
Thermo 
mataceae; Th 
NR_028185.1 
sma volcaniu 
Thermoplasm 
NR_028183.1 


rroplasma. 
NR_029048.1 


e; Nocardioi 
NR_024646.1 
7 
e 


es; Frankin 


265678957 
sequence 


ref 


NR_029265.1 


geminatus Bacteria; 


Fluoribacter gormanii 


58 Fluoribacter gormanii Bacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Picrophilus oshimae 


1 Picrophilus oshimae Archaea; 


Thermoplasma 

plasma acidophilum 

ermoplasma. 
Thermoplasma volcanium 

m Archaea; 

a. 

Ferroplasma 


2 Ferroplasma acidiphilum Archaea; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Microbacterium 


157869 159336 Microbacterium 


arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


240954 Bacteria_16S 2826859 2826795 1 65 gi|219856906|ref|NR_024727.1| Sporichthya polymorpha 
strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; Sporichthya. 

240954 Bacteria_16S 3510753 3510693 1 61 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

240954 Bacteria_16S 1300418 1300355 1 64 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
240954 Bacteria_16S 3488169 3488106 1 64 gi|219846584|ref|NR_026176.1| Actinotalea fermentans 
strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 3488602 Actinotalea fermentans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Actinotalea. 
240954 Bacteria_16S 4110349 4110286 1 64 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
240954 Bacteria_16S 4111915 4111852 1 64 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
240954 Bacteria_16S 104003 103953 1 51 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

240954 Bacteria_16S 2306573 2306523 1 51 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

240954 Bacteria_16S 2660270 2660221 1 50 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

240954 Bacteria_16S 246224 246176 1 49 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

240954 Bacteria_16S 554162 554114 1 49 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 705427 705379 1 49 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

240954 Bacteria_16S 708252 708204 1 49 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

240954 Bacteria_16S 1280858 1280810 1 49 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

240954 Bacteria_16S 2080409 2080361 1 49 gi| 219878136 |ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

240954 Bacteria_16S 2195640 2195592 1 49 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

240954 Bacteria_16S 2248676 2248628 1 49 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 2358001 2357953 1 49 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

240954 Bacteria_16S 2497340 2497292 1 49 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 


strain DNP505 16S 


ribosomal RNA, partial sequence 


2496307 2497779 Rhodococcus koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


240954 Bacteria_16S 
capsulata strain 


2535358 25353101 


Nocardioidaceae; Friedmanniella. 
240954 Bacteria_16S 2658750 2658702 1 
erythreum strain 


Nocardioidaceae; Aeromicrobium. 
240954 Bacteria_16S 2747176 2747128 1 


baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococcus. 
240954 Bacteria_16S 2771101 2771053 1 
strain IFO 16295 


240954 Bacteria_16S 
venezuelae strain 


2772641 2772593 1 


49 


49 


49 


49 


49 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 2770058 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


JCM 4526 16S ribosomal RNA, partial sequence 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 2774176 2774128 1 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; 


240954 Bacteria_16S 2899069 2899021 1 


glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micropruina. 


240954 Bacteria_16S 2968847 2968799 1 


49 


49 


49 


gi 


gi 


gi 


219857354 


Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Act 


219857218 


NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Act 


219857156 


219857137 


219857136 


219857135 


219856857 


219846945 


phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 


phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 


Microlunatus. 
2987190 2987142 1 


Propionibacteriaceae; 
240954 Bacteria_16S 


wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial seq 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococcus. 
240954 Bacteria_16S 3448491 3448443 1 
subrutilus strain 


Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 3472957 3472909 1 
strain DSM 43205 


240954 Bacteria_16S 3476015 3475967 1 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


240954 Bacteria_16S 3477541 3477493 1 


marinonascens strain DSM 43752 16S ribosomal RNA, partial 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococcus. 
240954 Bacteria_16S 3486604 3486556 1 


49 


49 


DSM 40445 16S ribosomal RNA, 


49 


49 


49 


49 


gi 


gi 


219846932 


219846611 


complete sequence 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


gi 


219846594 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


219846592 


219846591 


219846585 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 4050103 4050055 1 


strain JC2056 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


240954 Bacteria_16S 
strain B7319 16S 


4203584 4203536 1 


240954 Bacteria_16S 1110300 1110253 1 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial 
Coriobacteridae; 


aerofaciens Bacteria; Actinobacteria; 
Coriobacteriaceae; Collinsella. 
240954 Bacteria_16S 2946228 2946181 1 


49 


49 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


48 


48 


gi 


gi 


gi 


gi 


219846187 


4049074 40504 


219846073 


4202580 42040 
Stre 


265678302 
sequence 


219856826 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacteria; 
240954 Bacteria_16S 


Firmicutes; 
368678 368632 1 


Lactobacillales; 


47 


gi 


castelarensis strain BJ-608 16S ribosomal RNA, partial 


castelarensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 399160 399114 1 


47 


gi 


Lact 


265678809 
sequence 


265678789 


inomycet 


inomycet 


715 


Actinomyce 


28980 
Prop 


Actinomy 


Actin 


Actinomyce 


sequenc 
Actinomycet 


Actinomyc 


Coriobacte 


obacillace 


re 


ref 
2534307 25357 
ales; 


ref 


NR_024942.1 


NR_024846.1 


Friedmanniella 


83 Friedmanniella 
Propionibacterineae; 


Aeromicrobium 


2657714 2659187 Aeromicrobium 


ales; 


ref 


NR_024784.1 


Propionibacterineae; 


Rhodococcus 


2746146 2747493 Rhodococcus 


Actinomycetales; 


ref 
50 Rhodococcus jostii Bacteria; 
eae; Nocardiaceae; 
ref 
2771601 277308 


tales; 


ref 
19 Streptomyces 
Streptomycineae; 


ref 
2967820 296928 
cetales; Propionibacterineae; 


ref 
uenc 
omyc 


ref 
3447437 344895 
tale Streptomycineae; 
ref 
93 Rhodococcus opacus Bacteria; 
eae; 
ref 
47 Rhodococcus globerulus Bacteria; 
eae; 
ref 
e 3476498 347797 


ref 
3485550 348706 
etal 


ref 
53 Nocardioides 
inea 
ref 
27 Streptomyces 
ptomycineae; 
ref 
1109258 111072 
rial 


s 


ref 
2945130 294667 
ae; 
ref 
367645 369119 


e; Actinomycet Streptomycineae; 


NR_024765.1 


NR_024764.1 


NR_024763.1 


NR_024676.1 


NR_026537.1 


NR_026524.1 
e 298615 
etales; 
NR_026203.1 
Ss; 


NR_026186.1 


Nocardiacea 
NR_026184.1 


Nocardiacea 
NR_026183.1 


ales; Coryne 
NR_026177.1 
es; 


NR_025777.1 


e; Nocardioi 
NR_025663.1 


treptomyceta 
NR_028604.1 


es; Coriobac 


NR_024645.1 


Lactobacillu 
NR_029114.1 


ales; 


£ 


neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 


Corynebacterineae; 


Rhodococcus jostii 


Rhodococcus. 
Streptomyces 
3 Streptomyces 


Streptomycineae; 


Streptomyces peucetius 


peucetius Bacteria; 
Streptomycetaceae; 
ref 
36 2899473 Micropruina glycogenica 
ionibacterineae; 


Streptomyces. 
Micropruina 


Nocardioidaceae; 


Microlunatus 
7 Microlunatus 


Rhodococcus 
6 2987629 Rhodococcus 


Corynebacterineae; 


Streptomyces 
2 Streptomyces 


Rhodococcus opacus 


e; Rhodococcus. 
Rhodococcus globerulus 


e; Rhodococcus. 
Rhodococcus 
1 Rhodococcus 
bacterineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Collinsella 

0 Collinsella 
terineae; 


Lactobacillus 
8 Lactobacillus 
S 

Streptomyces 
Streptomyces 


NR_029094.1 
398145 


Nocardia 
399618 Nocardia 


240954 Bacteria_16S 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae; 
240954 Bacteria_16S 
ferralitis strain 
ferralitis Bacter 
Streptomycetaceae; 
240954 Bacteria_16S 
kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 
240954 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Actinosynnemataceae; 
240954 Bacteria_16S 
mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 
240954 Bacteria_16S 
IMMIB R-145 16S r 


240954 Bacteria_16S 
strain B22P3 16S 


240954 Bacteria_16S 


403835 403789 1 


409991 409945 1 


437979 437933 1 


450214 450168 1 


Saccharothrix. 


460903 460857 1 


544962 544916 1 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


599298 599252 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


600828 600782 1 


YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


47 gi| 265678786 |ref|NR_029091.1| Streptomyces 
quence 402781 404300 Streptomyces 
Actinomycetales; Streptomycineae; 

47 gi| 265678782 |ref|NR_029087.1| Streptomyces 

408966 410455 Streptomyces 


SFOp68 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


47 


47 


47 


47 
54 


47 
59 


47 gi 


cangkringensis strain D13P3 16S ribosomal RNA, partial 


cangkringensis Bacteria; Actinobacteria; Actinobacterid 
Streptomyces. 


Streptomycetaceae; 
240954 Bacteria_16S 


melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial 
melanosporofaciens Bacteria; Actinobacteria; Actinobact 
Streptomyces. 


Streptomycetaceae; 
240954 Bacteria_16S 
strain YIM90005 1 


240954 Bacteria_16S 
strain J72 16S ri 


240954 Bacteria_16S 
strain S1 16S rib 


240954 Bacteria_16S 
scopiformis strai 
Bacteria; Actinob 
Streptomyces. 
240954 Bacteria_16S 
koreensis strain 
Bacteria; Actinob 
Catellatospora. 
240954 Bacteria_16S 
flava strain AS 4 


657151 657105 1 


774659 774613 1 


790031 789985 1 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


837470 837424 1 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


876670 876624 1 


8 


82683 882637 1 


888823 888777 1 


47 gi 


47 gi 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


47 gi 


78 


47 gi 


83 


47 gi 


n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


47 gi 


LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


47 gi 


-1520 16S ribosomal RNA, partial seque 


gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 
gi 
ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


gi 
in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 
gi 


Cory 
gi 


Stre 


Cory 


Corynebacterin 


265678744 
quence 


’ 


265678689 
3951 54542 


265678653 
8291 59976 
ptomycinea 
265678652 
sequence 

ae; 


265678612 
eridae; Ac 
265678530 


donocardin 
265678519 
9013 79048 
nebacterin 
265678488 
6449 83791 


265678461 
nce 87568 
ales; Stre 


265678456 
nce 88163 
ales; Micr 


265678452 
nce 88778 


Actinomy 


nebacterin 


Actinomyce 


e; Actinomycet 


ref 


ref 


eae; 
ref 


e; S 
ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


ref 


omon 


ref 


ceta 


599812 601293 
Strep 


sequence 65613 
tinomycetales; 


6 877087 Strept 
ptomycineae; 


0 883139 Catel 


3 889225 Sacch 


les; Pseudo 
NR_028994.1 


Nocardiace 
NR_028958.1 


NR_028957.1 
tales; 


NR_028917.1 
2 


NR_028834.1 


Pseudonoca 
NR_028823.1 


Gordoniace 
NR_028791.1 


Nocardiace 
NR_028764.1 


Str 


NR_028758.1 
1 
osporineae; 


NR_028754.1 
a 


n 


s 


Actinomycetales; Streptomycineae; 
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240954 Bacteria_16S 913384 913338 1 47 gi|265678436|ref|NR_028738.1 

aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 
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240954 Bacteria_16S 914942 914896 1 47 gi| 265678435 |ref|NR_028737.1 

pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 

240954 Bacteria_16S 918094 918048 1 47 gi| 265678433 |ref|NR_028735.1 

strain IEGM 16S ribosomal RNA, partial sequence 917039 91855 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
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963457 964882 Nocardia cerradoensis Bacteria; 


Corynebacterineae; Nocardiaceae; Nocardia. 


240954 Bacteria_16S 978174 978128 1 47 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

240954 Bacteria_16S 1039373 1039327 1 47 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

240954 Bacteria_16S 1040882 1040836 1 47 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

240954 Bacteria_16S 1042420 1042374 1 47 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

240954 Bacteria_16S 1043980 1043934 1 47 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

240954 Bacteria_16S 1045536 1045490 1 47 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

240954 Bacteria_16S 1053112 1053066 1 47 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

240954 Bacteria_16S 1098168 1098122 1 47 gi|265678311|ref|NR_028613.1| Streptomyces 


scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 1108796 1108750 1 47 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 
240954 Bacteria_16S 1148152 1148106 1 47 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
240954 Bacteria_16S 1308100 1308054 1 47 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 1326521 1326475 1 47 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
240954 Bacteria_16S 1351032 1350986 1 47 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
240954 Bacteria_16S 1426348 1426302 1 47 gi|224581441|ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 1427913 1427867 1 47 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 1474949 1474903 1 47 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 1488782 1488736 1 47 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 1521699 1521653 1 47 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
240954 Bacteria_16S 1538478 1538432 1 47 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
240954 Bacteria_16S 1540039 1539993 1 47 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
240954 Bacteria_16S 1564002 1563956 1 47 gi|219846103|ref|NR_025693.1| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 


pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 


240954 Bacteria_16S 
strain MK27-91F2 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
240954 Bacteria_16S 1576090 1576044 1 47 gi 
strain JCM 9114 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
240954 Bacteria_16S 1589876 1589830 1 47 gi 
strain DSM 40258 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240954 Bacteria_16S 1591424 1591378 1 47 


1574564 1574518 1 47 gi| 219856868 
do 


219856867 


do 
219878485 


Stre 
gi 


pt 
219878484 


16S ribosomal RNA, partial sequence 1573526 15750 
nocardin 


6S ribosomal RNA, partial sequence 1575051 15765 
nocardin 


16S ribosomal RNA, partial sequence 1588843 15903 
omycinea 


ref 


eae; 
ref 


eae; 
ref 


e; S 
ref 


40 Streptomyces 


NR_024687.1 


Actinosynne 
NR_024686.1 


Actinosynne 
NR_025624.1 


treptomyceta 
NR_025623.1 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 1592972 1592926 1 47 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 1594518 1594472 1 47 gi|219878482|ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 1596065 1596019 1 47 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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240954 Bacteria_16S 1775536 1775490 1 47 gi| 219878353 |ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 1810550 1810504 1 47 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

240954 Bacteria_16S 1926229 1926183 1 47 gi|219878244|ref|NR_025383.1]| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

240954 Bacteria_16S 2055957 2055911 1 47 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 2057468 2057422 1 47 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 2059007 2058961 1 47 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 2100182 2100136 1 47 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

240954 Bacteria_16S 2110870 2110824 1 47 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 2139652 2139606 1 47 gi| 219857642 |ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

240954 Bacteria_16S 2150223 2150177 1 47 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
240954 Bacteria_16S 2162182 2162136 1 47 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

240954 Bacteria_16S 2168336 2168290 1 47 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 2174404 2174358 1 47 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

240954 Bacteria_16S 2233480 22334341 47 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

240954 Bacteria_16S 2257864 2257818 1 47 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 2260988 2260942 1 47 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 2342807 2342761 1 47 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
240954 Bacteria_16S 2383776 23837301 47 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

240954 Bacteria_16S 2438552 2438506 1 47 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

240954 Bacteria_16S 2518638 2518592 1 47 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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Bacteria; Actinob 
Saccharopolyspora. 


240954 Bacteria_ 


spinosa strain DS 


spinosa Bacteria; 


strain JCM 3151 1 


Microbispora. 


240954 Bacteria_16S 


strain MS1-3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
240954 Bacteria_16S 


strain IFM 10088 


Streptosporangiac 


240954 Bacteria_16S 


strain JCM 4662 1 


strain IMC S-0802 


strain MK703-102F 


strain SJS0289-JS 


Friedmanniella. 


16S 2611436 26113901 47 


16S 2612963 2612917 1 47 


16S 2626852 2626806 1 47 


Tessaracoccus. 
2657226 2657180 1 


eae; 


16S 47 


Nocardioides. 


16S 2667612 2667566 1 47 


16S 2669127 2669081 1 47 


Saccharopolyspora. 


2670661 2670615 1 47 


2678232 2678186 1 47 
ribosomal RNA, partial sequence 


2688731 2688685 1 47 


2720204 2720158 1 47 


ardia. 
2751535 2751489 1 


47 


eae; Microtetraspora. 


2775714 2775668 1 47 


2777251 2777205 1 47 


Streptomyces. 


2831433 2831387 1 47 


Streptomyces. 


2832971 2832925 1 47 


2834506 2834460 1 47 
2906719 2906673 1 47 


2940089 2940043 1 47 


IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
240954 Bacteria_16S 


strain IFO 16068 


2955211 2955165 1 47 


2970375 2970329 1 47 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 


train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteridae; 


43856 16S ribosomal RNA, partial sequence 266 
acteria; Actinobacteridae; Actinomycet 


M 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 
Pseudonocardiaceae; 
240954 Bacteria_16S 
6S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
240954 Bacteria_16S 
yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 
240954 Bacteria_16S 
malaysiensis stra 
malaysiensis Bact 


rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacteridae; 


in H47-7 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240954 Bacteria_16S 
albofaciens strai 
albofaciens Bacte 
Streptomycetaceae; 
240954 Bacteria_16S 
kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae; 
240954 Bacteria_16S 


n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240954 Bacteria_16S 
1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
240954 Bacteria_16S 
1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
240954 Bacteria_16S 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
240954 Bacteria_16S 


gi|219857258 


gi|219857257 


219857247 
equence 


gi 


219857219 
1 sequence 
Act 


gi 


219857212 
65 


gi 


ales; Ps 


gi|219857211 


inomycetal 


gi| 219857210 


Streptosporang 


gi|219857204 
2677198 26786 


gi|219857197 


219857175 
al sequenc 
Actino: 


gi 


219857152 
ence 
Actinomy 


gi 


gi| 219857133 
Streptomycinea 
gi| 219857132 
sequence 
Actinomyc 


219856903 
equence 
Actinomyc 


gi 


219856902 
28319 
Streptomycinea 
gi|219856901 
28334 


gi 


219856852 
29056 


gi 
gi|219856830 
2939058 29405 


gi| 219856820 


219846944 


Actinomyceta 


inomyc 


eudonocardineae; 


ref|NR_024889.1 


Pseudonoca 
ref |NR_024888.1 
18 Amycolatopsis 


ref |NR_024877.1 
2625807 262727 


NR_024847.1 
2656189 265766 
etales; 


ref|NR_024840.1 
99 2668066 Sacch 


ref |NR_024839.1 
2668117 266958 
es; 


ref |NR_024838.1 
87 Microbispora 
ineae; Streptos 
ref |NR_024832.1 


Nocardiace 
NR_024825.1 


eae; 
ref 


eae; Nocardiace 
ref |NR_024803.1 
e 2719156 272065 
mycetales; 


ref |NR_024780.1 
2750506 275194 
cetales; Strepto 


ref|NR_024761.1 
57 Streptomyces 
e; Streptomycet 
ref|NR_024760.1 

2776208 277769 
etales; 


NR_024724.1 
2830390 283187 
etales; 


ref |NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref |NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref |NR_024649.1 


Actinosynne 
NR_024639.1 


eae; 
ref 


eae; Gordoniacea 


gi 


antarctica strain AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


Friedmanniella. 


ref|NR_026536.1 
2969338 297081 


les; Propion 


Prop 


a 


P 


Pseudonocard 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
rdiaceae; 


Prauserella. 
Amycolatopsis alba 
alba Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


ineae; 


Microbispora mesophila 


mesophila Bacteria; 
porangiaceae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
ae; 


Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 
ae; 


Nocardia. 
Nocardia 
4 Nocardia 


Corynebacterineae; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Streptomyces platensis 


platensis Bacteria; 
aceae; 


Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 

Williamsia maris 

msia maris Bacteria; 
eae; Williamsia. 

Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Friedmanniella 
0 Friedmanniella 


240954 Bacteria_16S 2979544 2979498 1 47 gi| 219846937 |ref|NR_026529.1 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 297999 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 2981079 2981033 1 47 gi|219846936|ref|NR_026528.1 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 298152 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 2985668 2985622 1 47 gi|219846933|ref|NR_026525.1 


strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
240954 Bacteria_16S 2988716 2988670 1 47 gi| 219846931 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
240954 Bacteria_16S 3012995 3012949 1 47 gi| 219846915 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Nocardioidaceae; Marmoricola. 

240954 Bacteria_16S 3023576 3023530 1 47 gi 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobact 
Gordoniaceae; Gordonia. 
240954 Bacteria_16S 3040304 3040258 1 47 gi|219846896 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
240954 Bacteria_16S 3105135 3105089 1 47 gi|219846852 
strain ATCC 25470 16S ribosomal RNA, partial sequence 31040 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
240954 Bacteria_16S 3236860 3236814 1 47 gi| 219846763 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequen 


eae; 
ref 


eae; 
ref 


etal 
219846908 


1 sequence 
eridae; Ac 


ref 


ref 


eae; 
ref 


e; S 
ref 


griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 3251903 3251857 1 47 gi| 219846753 |ref|NR_026345.1 


strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 32523 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 

240954 Bacteria_16S 3321713 3321667 1 47 gi| 219846705 |ref|NR_026297.1 
strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 33221 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
240954 Bacteria_16S 3381186 3381140 1 47 gi|219846662|ref|NR_026254.1 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordon 


neba 
ref 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
240954 Bacteria_16S 3450058 3450012 1 47 gi 
strain NRRL 2418 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomyces. 
240954 Bacteria_16S 3474492 3474446 1 47 gi 
strain DSM43338 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
240954 Bacteria_16S 3485037 3484991 1 47 gi| 219846586 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
240954 Bacteria_16S 3491232 3491186 1 47 gi|219846582 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 3494317 34942711 47 gi 
municipale strain DSM 44069 16S ribosomal RNA, partial 
municipale Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Thermocrispum. 
240954 Bacteria_16S 3495697 3495651 1 
strain DSM 44070 16S ribosomal RNA, 


ales; Cory 
219846610 
34490 
Stre 


ales; 


219846593 
34734 


ref 
eae; 
ref 


e; S 
ref 


tale 


219846580 
sequence 
Actinomycetale 
219846579 
34946 


47 gi ref 


complete sequence 


3011945 30134 


3022528 30239 
tino 


98 3105578 Strep 


ce 3235806 32373 


03 3450520 Strep 
ptomycineae; 


44 3474924R 


99 Streptomyces 


3490176 3 


39 3496156 Thermo 


3637554 36390 


NR_026523.1 


NR_026507.1 
4 
es; Propion 


NR_026500.1 
8 
mycetales; 


NR_026488.1 


Gordoniace 
NR_026444.1 
he 
treptomyceta 
NR_026355.1 
2 


cterineae; G 
NR_026202.1 
it 
Str 
NR_026185.1 
hodoc 
Nocardiacea 
NR_026178.1 


treptomyceta 
NR_026174.1 
49169 
ptomy 


s; Stre 


NR_026171.1 


cardineae; P 


i 


Cc 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 


tomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
Nocardiacea 


e; Nocardia. 
Skermania piniformis 


56 Skermania piniformis Bacteria; 
Gordoniacea 


e; Skermania. 

Marmoricola 
1 Marmoricola 
bacterineae; 


Gordonia 
4 Gordonia 


orynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 
a 


e; Gordonia. 

Streptomyces lydicus 

omyces lydicus Bacteria; 

ceae; Streptomyces. 
Streptomyces 

0 Streptomyces 

omycineae; 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 

Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

3 Streptomyces 
cineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


NR_026072.1 
5 
r 


cetales; St 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Thermocrispum. 

240954 Bacteria_16S 3638589 3638543 1 47 gi|219846480|ref 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomy' 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 3640141 3640095 1 47 gi|219846479|ref 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 


thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


Streptomyces 
3 Streptomyces 
eptomycineae; 


NR_026071.1 
363910 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


240954 Bacteria_ 


subsp. 
subsp. 


niveoalba strain 


Bacteria; Actinob 


Microtetraspora. 


240954 Bacteria_16S 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


240954 Bacteria_16S 
strain ATCC 19812 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240954 Bacteria_16S 
strain ATCC 25495 
Bacteria; Actinob 


Streptomyces. 


240954 Bacteria_16S 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 
240954 Bacteria_16S 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 
240954 Bacteria_16S 
diastatochromogen 
diastatochromogen 
Streptomycetaceae 


aerata str 
aerata Bac 
Streptosporangiac 
240954 Bacteria_ 


16S 3735244 3735198 1 47 gi 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
eae; Microbispora. 

16S 3741092 3741046 1 47 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


e; 


3742556 3742510 1 47 
ribosomal RNA, partial sequence 


gi 
Stre 


3919851 3919805 1 
16S ribosomal RNA, 


47 gi 
complete sequence 
Stre 
3921432 3921386 1 47 gi 

16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


3923013 3922967 1 47 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3924593 3924547 1 47 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3926174 3926128 1 47 gi 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 


, 


e; 


v 


v 


ce 
al 


pt 


pt 


al 


te 


le 


219846411 
qu 


ence 


219846407 
37400 
Stre 


es; 


219846406 
3741557 37429 
osporang 


219846281 
39187 
omycinea 
219846280 
39203 

Stre 


es; 


219846279 
sequenc 
Actinomyc 


219846278 
te seque 
Actinomycet 


219846277 
complete 
ridae; Actin 


Actinomycet 


ref|NR_026002.1 
3734241 373565 
ales; Strept 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


ref|NR_025997.1| Microtetraspora fusca 
69 Microtetraspora fusca Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


ref|NR_025869.1| Streptomyces 
e 3921948 3923478 Streptomyces 
etales; Streptomycineae; 


ref 
nce 


NR_025868.1 
392352 
Strept 


Streptomyces 
9 3925059 Streptomyces 
ales; omycineae; 
ref |NR_025867.1 
sequence 392511 
omycetales; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


240954 Bacteria_16S 3927754 3927708 1 47 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 3929335 3929289 1 47 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 4051534 4051488 1 47 gi|219846186|ref|NR_025776.1| Nocardioides 


ganghwensis strai 
ganghwensis Bacte 


Nocardioidaceae; 


240954 Bacteria_16S 


strain AS 4.1860 


olivochromogenes 
olivochromogenes 


Streptomycetaceae 
240954 Bacteria_16S 
koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 
240954 Bacteria_16S 
algeriensis strai 
algeriensis Bacte 
Actinosynnematace 
240954 Bacteria_16S 
cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora 
240954 Bacteria_16S 
azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 
240954 Bacteria_16S 
strain 12B4 16S ribosomal RNA, partial sequence 


n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 

4075631 4075585 1 


qu 
47 gi 


ne 
4127118 4127072 1 47 
S ribosomal RNA, partial sequence 


gi 


Strept 
4202086 4202040 1 47 gi 
strain DSM 40451 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

4205132 4205086 1 47 gi 
n VK-A60 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


rt 
id 


v 


qu 
A 


v 


ence 


Actinomyc 


219846169 
16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240954 Bacteria_16S 
strain CPJVR-H 16 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240954 Bacteria_16S 


ial sequ 
ae; Acti 


219846072 


ence 
ctinomyc 


4211191 42111451 47 gi 
n SA 233 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 


qu 
A 


1045 1000 1 46 gi 
34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


2584 2539 1 46 gi 
28 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


22191 22146 1 46 gi 


21157 


219846068 


ence 
ctinomyc 


265679063 


1 


es; Pseu 


265679062 


1539 


es; Pseu 


265679049 


22626 


bacterin 
219846132 
4126077 41275 
omycineae; 
219846074 


4050504 40518 
etales; Propion 


7 
az 


7 Nocardioides 
bacterineae; 


ref|NR_025759.1| Nocardia xishanensis 
23 Nocardia xishanensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_025722.1| Streptomyces africanus 
64 Streptomyces africanus Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_025664.1| Streptomyces 

ence 4201082 4202529 Streptomyces 
nomycetales; Streptomycineae; 


ref|NR_025662.1| Streptomyces 
4204078 4205565 Streptomyces 
etales; Streptomycineae; 


ref|NR_025658.1 
4210162 421159 
etales; Pseudono 


Saccharothrix 
0 Saccharothrix 
cardineae; 


ref |NR_029371.1 
1489 Saccha 
donocardineae; P 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


ref |NR_029370.1 
3029 Saccha 
donocardineae; P 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


ref|NR_029357.1| Propionispira arboris 
Propionispira arboris Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 


240954 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


240954 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


240954 Bacteria_16S 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


240954 Bacteria_16S 


succinivorans str 
succinivorans Bac 


240954 Bacteria_16S 


dassonvillei subs 


29861 29816 1 46 gi 
in LA 5 16S ribosomal RNA, partial seg 
eria; Firmicutes; Lactobacillales; Lac 
34475 34430 1 46 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
43335 43290 1 46 gi 
strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 

70712 70667 iL 46 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
85621 85576 1 46 gi 


p- dassonvillei strain IMRU 509 16S ri 


265679044|ref|NR_029352.1| Lactobacillus 

uence 28769 30312 Lactobacillus 
tobacillaceae; Lactobacillus. 

265679041 |ref|NR_029349.1| Atopobium vaginae 

33436 34786 Atopobium vaginae Bacteria; 

obacterineae; Coriobacteriaceae; Atopobium. 
265679035|ref|NR_029343.1| Nocardiopsis 
partial sequence 42294 43754 Nocardiopsis 
idae; Actinomycetales; Streptosporangineae; 
265679017|ref|NR_029325.1| Schwartzia 

quence 69637 71125 Schwartzia 

diales; Veillonellaceae; Schwartzia. 
265679006|ref|NR_029314.1| Nocardiopsis 

bosomal RNA, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


240954 Bacteria_16S 


strain Z-7937 16S 
Firmicutes; Clost 


240954 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


240954 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


240954 Bacteria_16S 204761 204716 1 46 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 
240954 Bacteria_16S 232217 232172 1 46 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 
240954 Bacteria_16S 265729 265684 1 46 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
240954 Bacteria_16S 268729 268684 1 46 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 
240954 Bacteria_16S 323383 323338 1 46 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
240954 Bacteria_16S 380821 380776 1 46 gi| 265678801 |ref|NR_029106.1| Lactobacillus 
delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 
Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 
Lactobacillus. 
240954 Bacteria_16S 405375 405330 1 46 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
240954 Bacteria_16S 414824 414779 1 46 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
240954 Bacteria_16S 469942 469897 1 46 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
240954 Bacteria_16S 549587 549542 1 46 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 


strain TMAO3 16S 
Firmicutes; Clost 


240954 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


240954 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


240954 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


bosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
567940 567895 1 46 gi 


ubrobacteridae; Solirubrobacterales; C 
626833 626788 1 46 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
634450 634405 1 46 gi 


obacteriales; Fusobacteriaceae; Fusoba 


240954 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


148511 15001 


548509 55004 
Sporomusa 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 
onexibacte 


265678634 


625776 62729 
cter. 


265678628 


6S ribosomal RNA, partial sequence 633402 63487 
cterium. 


643712 643667 1 46 
RNA, partial sequence 
ridiales; Veillonellaceae; 


gi 


Sporomusa. 


265678622 


4 Sporomusa aer 
ref |NR_028979.1 
3 Conexibacter 
raceae; Conexib 
ref |NR_028939.1 
0 Ilyobacter ta 


ref |NR_028933.1 


ref |NR_028927.1 


a 


3 Fusobacterium 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
91591 91546 1 46 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 
107066 107021 1 46 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
149564 149519 1 46 gi|265678963|ref|NR_029271.1| Clostridium rectum 


5 Clostridium rectum Bacteria; 


ivorans Bacteria; 


Conexibacter woesei 
woesei Bacteria; 

cter. 

Ilyobacter tartaricus 
rtaricus Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Sporomusa ovata strain 


642624 644123 Sporomusa ovata Bacteria; Firmicutes; 


240954 Bacteria_ 


strain 19glyl 16S 
Clost 


Firmicutes; 
240954 Bacteria_ 


paurometabolica s 


Bacteria; 


Gordoniaceae; 


Firmicutes; 


strain ATCC 43541 
Firmicutes; 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
240954 Bacteria_16S 


microaerophilum s 


microaerophilum B 


Propionibacteriac 


240954 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


240954 Bacteria_16S 


strain AS4.0578 1 


Prochlorococcacea 


240954 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


240954 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


240954 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


240954 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


240954 Bacteria_16S 


salivarius strain 
salivarius Bacter 


240954 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


240954 Bacteria_16S 


strain LK2-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


240954 Bacteria_16S 


Clost 
240954 Bacteria_16S 


16S 726900 726855 1 46 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
16S 740584 740539 1 46 gi 


train YIM 90007 16S ribosomal RNA, par 


gi 


; Pseudonocardiaceae; 
6S 765479 765434 1 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
6S 777785 777740 1 46 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

6S 786985 786940 1 46 gi 
ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 

Streptomyces. 

6S 828314 828269 1 46 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
6S 829890 829845 1 46 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
838956 838911 1 46 
ribosomal RNA, partial sequence 


Saccharomonospor 
46 gi 


’ 


gi 


Stre 
855480 855435 1 46 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

875219 875174 1 46 gi 
CY-7113 16S ribosomal RNA, partial seq 
eae; Streptosporangium. 


878174 878129 1 46 gi 


879626 879581 1 46 gi 
storis strain PCC 9511 16S ribosomal R 


Prochlorococcus. 
881181 881136 1 46 gi 
37 16S ribosomal RNA, partial sequence 


e; 


ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
921195 921150 1 46 gi 
s strain RHS1 16S ribosomal RNA, parti 


ribosomal RNA, partial sequence 


1075656 1075611 1 46 


265678564 


725825 72731 
Succinisp 


265678554 


a; Actinobacteria; Actinobacteridae; Actinomycet 


265678460 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
240954 Bacteria_16S 
marinus subsp. pa 

Prochlorococcus marinus subsp. pastoris Bacteria 


265678459 


v 


265678458 
88012 


890778 89219 
Oren 


ceae; 
265678431 
al sequenc 


1047573 10490 
omonospori 


265678327 


gi 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rho 


dococcus. 


tial seque 

Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae 
240954 Bacteria_1 
jalaludinii strai 
Firmicu 
240954 Bacteria_1 
paraffinivorans s 
paraffinivorans B 
Gor 
240954 Bacteria_1 
beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 
240954 Bacteria _1 
strain VPI D 75 B 
Clost 
240954 Bacteria_1 


donocardin 


NA, partia 


ref 
ira. 


ref 
nce 


ales 
ref 
eae; 


ref 
1 se 


ref 


ia. 
ref 


s Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; C 
; Slackia. 
933539 933494 1 46 gi| 265678423 |ref|NR_028725.1 
HO 66 16S ribosomal RNA, complete sequence 932436 934005 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
1031685 1031640 1 46 gi| 265678357 |ref|NR_028659.1 
n TT1-11 16S ribosomal RNA, partial sequence 1030633 103211 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
e; Micromonospora. 
1048605 1048560 1 46 gi|265678346|ref|NR_028648.1 


neae 


ref 


9 881579 Lentz 


e 920164 92162 


NR_028868.1 


NR_028858.1 
739522 


; Streptospo 


NR_028763.1 


Actinosynne 
NR_028762.1 
quence 


NR_028760.1 
e 


NR_028733.1 
8 


; Micromonos 


Saccharomonospora 
740995 


a. 
265678536 |ref|NR_028840.1| Mitsuokella 
nce 764385 765927 Mitsuokella jalaludinii 
nellaceae; Mitsuokella. 
265678528 |ref|NR_028832.1| Gordonia 
sequence 776745 778221 Gordonia 
dae; Actinomycetales; Corynebacterineae; 
265678521|ref|NR_028825.1| Streptomyces 
quence 785920 787418 Streptomyces 
e; Actinomycetales; Streptomycineae; 
265678494|ref|NR_028797.1| Selenomonas infelix 
e 827209 828732 Selenomonas infelix Bacteria; 
Selenomonas. 
265678493|ref|NR_028796.1| Selenomonas noxia 
828783 830273 Selenomonas noxia Bacteria; 
Selenomonas. 
265678487 |ref|NR_028790.1| Nonomuraea rubra 
837961 839417 Nonomuraea rubra Bacteria; 
ptosporangineae; Streptosporangiaceae; Nonomuraea. 
265678475|ref|NR_028778.1| Propionibacterium 
equence 854408 855931 Propionibacterium 
dae; Actinomycetales; Propionibacterineae; 
265678462 |ref|NR_028765.1| Streptosporangium 
uence 874217 875635 Streptosporangium 


rangineae; 


mataceae; Lentzea. 
Prochlorococcus 
878614 880078 


Cyanobacteria; Prochlorales; 


a californiensis 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
890315 890270 1 46 gi| 265678451 |ref|NR_028753.1| Actinomadura 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 
891823 891778 1 46 gi|265678450|ref|NR_028752.1| Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Slackia 
Slackia 
oriobacterineae; 


Lactobacillus 

Lactobacillus 

Micromonospora 
4 Micromonospora 
osporineae; 


poraceae; 


Rhodococcus 


NR_028629.1 


1074605 1075935 Rhodococcus 


Succinispira mobilis 
9 Succinispira mobilis Bacteria; 


Lentzea flaviverrucosa 
3 Lentzea flaviverrucosa Bacteria; 


Lentzea californiensis 


Micromonospora eburnea 
49 Micromonospora eburnea Bacteria; 


240954 Bacteria_16S 
strain YIT 0455 1 
Firmicutes; Lacto 
240954 Bacteria_16S 
strain JCM 4837 1 


240954 Bacteria_16S 
roseoviolacea str 
roseoviolacea Bac 


Streptosporangiaceae; 


1083076 1083031 1 


Lactobacillaceae 


1086043 1085998 1 


1090708 1090663 1 


Nonomuraea. 


46 
6S ribosomal RNA, partial sequence 1082049 10834 
bacillales; 


’ 


46 
6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
46 

ain A-5 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


gi 


Lactobac 


gi 


gi 


Stre 


265678321 
illus. 


265678319 


265678316 
uence 


ptomycinea 


e; Actinomycet 


ref |NR_028623.1 
61 Lactobacillus 


ref|NR_028621.1 
81 Streptomyces 
e; Streptomycet 
ref|NR_028618.1 

1089685 109113 
ales; Strept 


Lactobacillus equi 
equi Bacteria; 


Streptomyces tauricus 


tauricus Bacteria; 
a 


ceae; Streptomyces. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


240954 Bacteria_16S 1099677 1099632 1 46 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

240954 Bacteria_16S 1107245 1107200 1 46 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

240954 Bacteria_16S 1131486 1131441 1 46 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
240954 Bacteria_16S 1164817 1164772 1 46 gi|228720667|ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

240954 Bacteria_16S 1170880 1170835 1 46 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 


Bacteria; Actinob 
Thermobispora. 
240954 Bacteria_16S 
DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 
240954 Bacteria_16S 
strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 

240954 Bacteria_16S 
strain 01-570-1 1 
Firmicutes; Lacto 
240954 Bacteria_16S 
gonidiaformans st 
gonidiaformans AT 
240954 Bacteria_16S 
glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 
240954 Bacteria_16S 
strain LM 036 16S 


240954 Bacteria_16S 
endolithica strai 
endolithica Bacte 
Micromonosporacea 
240954 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 

240954 Bacteria_16S 
caeruleus subsp. 


bacillales; 


1208760 1208715 1 


1358512 1358467 1 


1417138 1417093 1 


1440283 1440238 1 


1452409 1452364 1 


1482739 1482694 1 


1494791 1494746 1 


46 


46 


Fusobacteria; 


46 


46 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


46 


46 


46 


acteria; Actinobacteridae; Actinomycet 


gi 


Carnobacteriaceae; Allofus 


gi 


rain ATCC 25563 16S ribosomal RNA, par 
Cc 25563 Bacteria; 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 


gi 


vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; 


Fusobac 


gi 


caeruleus strain DSM 44103 16S ribosomal 


Fusob 


ales; 


228715352 


osomal RNA, partial sequence 1207714 12091 
acteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Co 
1219163 12191181 46 gi| 219878368 |ref|NR_025507.1 
16S ribosomal RNA, partial sequence 1218199 1219566 Luteoc 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
1220684 1220639 1 46 gi|219878362|ref|NR_025501.1 

6S ribosomal RNA, partial sequence 121961712211 


tis. 
228720055 


224581447 
14160 
ales; 


224581428 


1439230 14407 
donocardin 


224581419 
uence 
Actinomyc 


219878151 
partial 
teria; Fus 


219846703 


Pseu 


tial seque 
acteriales 


Pseu 


RNA, pa 


donocardineae; P 


ref|NR_027524.1 


seudonocardiaceae; 


Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 
Luteococcus sanguinis 
occus sanguinis 


Propionibacteriaceae; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


ref 
nce 


NR_027588.1 
135754 

; Fusobacteriace 
ref|NR_027229.1 
93 1417582 Saccha 
donocardineae; P 
ref|NR_027210.1 
eae; Actinosynne 
ref|NR_027200.1 
1451367 145284 
etales; Micromon 


ref 
sequ 
obac 


NR_025290.1 
ence 148170 
teriales; Fu 


ref 
rtia 


NR_026295.1 
1 sequence 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Micromonospora 

3 Micromonospora 
osporineae; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
240954 Bacteria_16S 
saccharolyticum subsp. 
1498218 Ha 
Halanaerobiales; 
240954 Bacteria_16S 
strain ATCC 35185 16S 
Bacteria; Firmicutes; 
240954 Bacteria_16S 
strain ATCC 25258 16S 
Bacteria; Firmicutes; 
240954 Bacteria_16S 


strain JCM3369 16S ribosomal RNA, partial sequence 


1497811 1497766 1 


46 


Micromonosporineae; Micromonosporaceae 


gi 


saccharolyticum strain DSM 6643 


1524836 1524791 1 


lanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 


46 


sac 


Halanaerobium. 


gi 


ribosomal RNA, partial sequence 


Clostridia; 
1526357 1526312 1 


46 


Clostridiales; Veillo 


gi 


ribosomal RNA, partial sequence 


Lactobacillales; 
1527859 1527814 1 


46 


Lactobacillaceae 


gi 


v 


219846665 
16 
charolytic 
219857527 
15237 
nellaceae; 
219857499 

15252 
; Lactobac 
219857435 


Couchiop 


S riboso 


lane 
ref 
mal 
um 


s. 
NR_026257.1 
RNA, complet 
Bacteria; Fir 
ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 


Halanaerobium 
e sequence 
micutes; 


1496733 
Clostridia; 


Selenomonas sputigena 
monas sputigena 


Lactobacillus jensenii 
acillus jensenii 


ref |NR_025023.1 


Actinomadura yumaensis 


1526835 1528288 Actinomadura yumaensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


240954 Bacteria_16S 1529363 1529318 1 46 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

240954 Bacteria_16S 1530873 1530828 1 46 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

240954 Bacteria_16S 1532411 1532366 1 46 gi| 219857427 |ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

240954 Bacteria_16S 1535407 1535362 1 46 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

240954 Bacteria_16S 1541588 1541543 1 46 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

240954 Bacteria_16S 1543148 1543103 1 46 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

240954 Bacteria_16S 1640024 1639979 1 46 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
240954 Bacteria_16S L7O5797 L705 752-1 46 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

240954 Bacteria_16S 1721044 1720999 1 46 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

240954 Bacteria_16S 1740792 1740747 1 46 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
240954 Bacteria_16S 1743882 1743837 1 46 gi| 219878378 |ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

240954 Bacteria_16S 1746907 1746862 1 46 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

240954 Bacteria_16S 1748437 1748392 1 46 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 


strain DSM 1672 1 
Firmicutes; Clostridia; 
240954 Bacteria_16S 


Clostridiales; Veillonellaceae; 
1831955 18319101 46 gi 
strain VenChi2 16S ribosomal RNA, partial sequence 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyoba 
240954 Bacteria_16S 1838035 1837990 1 46 gi 
intestinalis strain DSM 6629 16S ribosomal RNA, partial 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lac 
240954 Bacteria_16S 1839598 1839553 1 46 gi 
strain DSM 5661 1 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
240954 Bacteria_16S 1853225 1853180 1 46 gi 
cellulosilytica strain TB100 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteri 
Nocardiopsaceae; Thermobifida. 

240954 Bacteria_16S 1866988 1866943 1 46 gi 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
240954 Bacteria_16S 1877562 1877517 1 46 gi 
halotolerans strain DSM 44410 16S ribosomal RNA, partia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae 
Nocardiopsaceae; Nocardiopsis. 


M 


ct 
s 
to 
‘Lb 


s 
da 


om 


1 
i 


6S ribosomal RNA, partial sequence 1747351 17488 


219878315 
1830898 18324 


219878310 


219878309 


6S ribosomal RNA, partial sequence 1838512 18400 


219878299 


219878290 


219878283 


Actinomy 


egamonas. 
ref|NR_025454.1 
er. 
ref |NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


equence 
bacillac 


lus. 
ref|NR_025438.1 

1852181 185367 
omycetales; Stre 


equence 
e; Actin 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025422.1 

1876505 187800 
cetales; Strepto 


18659 
onospori 


sequence 


240954 Bacteria_16S 1880692 1880647 1 
vibrioides strain FKBS1 16S ribosomal RNA, 


46 gi 
complete seque 


219878279 


68 Megamonas hypermegale Bacteria; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Lactobacillus 
1 Lactobacillus 
us. 
Lactobacillus hamsteri 
hamsteri Bacteria; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Nocardiopsis 

9 Nocardiopsis 
sporangineae; 


ref|NR_025418.1 


nce 1879598 188113 


Propionispora 
1 Propionispora 


vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 


240954 Bacteria_16S 1882272 1882227 1 46 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
240954 Bacteria_16S 1883848 1883803 1 46 gi|219878277|ref|NR_025416.1] Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
240954 Bacteria_16S 1885428 1885383 1 46 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
240954 Bacteria_16S 1886974 1886929 1 46 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 


240954 Bacteria_16S 2049827 2049782 1 46 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

240954 Bacteria_16S 2051388 2051343 1 46 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 
240954 Bacteria_16S 2054488 2054443 1 46 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
240954 Bacteria_16S 2077296 2077251 1 46 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
240954 Bacteria_16S 2081966 2081921 1 46 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 
240954 Bacteria_16S 2157710 2157665 1 46 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 


240954 Bacteria_16S 2253277 2253232 1 46 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
240954 Bacteria_16S 2309610 2309565 1 46 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
240954 Bacteria_16S 2311126 2311081 1 46 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
240954 Bacteria_16S 2333842 2333797 1 46 gi| 219857507 |ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
240954 Bacteria_16S 2344317 2344272 1 46 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 
240954 Bacteria_16S 2359517 2359472 1 46 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
240954 Bacteria_16S 2409649 2409604 1 46 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 
240954 Bacteria_16S 2422063 2422018 1 46 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
240954 Bacteria_16S 2566838 2566793 1 46 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 
240954 Bacteria_16S 2693192 2693147 1 46 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 


240954 Bacteria_16S 2705207 2705162 1 46 gi|219857185|ref|NR_024813.1| Lactobacillus 


kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
240954 Bacteria_16S 2724790 2724745 1 46 gi|219857172|ref|NR_024800.1| Longispora albida 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
240954 Bacteria_16S 2753029 2752984 1 46 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
240954 Bacteria_16S 2754525 2754480 1 46 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
240954 Bacteria_16S 2760590 2760545 1 46 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
240954 Bacteria_16S 2796655 2796610 1 46 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
240954 Bacteria_16S 2799698 2799653 1 46 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
240954 Bacteria_16S 2801221 2801176 1 46 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
240954 Bacteria_16S 2802742 2802697 1 46 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
240954 Bacteria_16S 2804263 2804218 1 46 gi|219857114|ref|NR_024742.1] Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
240954 Bacteria_16S 2805785 2805740 1 46 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
240954 Bacteria_16S 2807307 2807262 1 46 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
240954 Bacteria_16S 2808829 2808784 1 46 gi|219857111|ref|NR_024739.1]| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
240954 Bacteria_16S 2819363 2819318 1 46 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
240954 Bacteria_16S 2820856 2820811 1 46 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 
240954 Bacteria_16S 2822350 2822305 1 46 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
240954 Bacteria_16S 2829933 2829888 1 46 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 
240954 Bacteria_16S 2842140 2842095 1 46 gi|219856896|ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
240954 Bacteria_16S 2891546 2891501 1 46 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
240954 Bacteria_16S 2941610 2941565 1 46 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
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Dactylosporangium 
osporangium fulvum 


Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


240954 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


240954 Bacteria_16S 


DSM 803 16S ribos 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


240954 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


3335381 3335336 1 46 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3341422 33413771 
omal RNA, partial sequence 


2 
1 
; 


46 gi 


3342949 3342904 1 46 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


19846695 


sequence 
Actinomy 


219846690 
3340376 3341852 Micro 
omonospori 


219846689 


33419 
Micr 


e 
es; 


ref |NR_026287.1 
3334351 333579 
cetales; Micromo 


ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


v 


ref |NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


a Bacteria; 
poraceae; 


Dactylosporangium 


Micromonospora rosaria 


osporangium thailandense 


Micromonosporaceae; 
Dactylosporangium. 


240954 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


240954 Bacteria_16S 


aurantiaca DSM 43 


Bacteria; Actinob 


Micromonospora. 


240954 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


240954 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


240954 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


240954 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


240954 Bacteria_16S 
M 44125 16S ribosomal RNA, partial seq 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


240954 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
240954 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


240954 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


240954 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


240954 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


240954 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


240954 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


240954 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


240954 Bacteria_16S 


periodonticum str 
periodonticum Bac 


240954 Bacteria_16S 


nucleatum subsp. 


Fusobacteriaceae; 


3344468 3344423 1 46 gi 


3345996 3345951 1 46 gi 
813 16S ribosomal RNA, partial sequenc 


3347522 3347477 1 46 gi 


3349048 3349003 1 46 gi 
3 16S ribosomal RNA, partial sequence 


3367527 3367482 1 46 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3369027 3368982 1 46 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3370523 3370478 1 46 gi 
Actinobacteria; Actinobacteridae; Act 

eae; Streptosporangium. 

3372022 3371977 1 46 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3373534 3373489 1 46 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3375053 3375008 1 46 gi 
ridia; Halanaerobiales; Halobacteroida 
3376605 3376560 1 46 gi 
ubsp. senegalense strain DSM 7379 16S 
Halanaerobium. 
46 


Halanaerobiaceae; 
3391747 3391702 1 gi 
obacteriales; Fusobacteriaceae; Propio 
3445435 34453901 46 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3500224 3500179 1 46 gi 
obacteriales; Fusobacteriaceae; 
3585524 3585479 1 46 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3619048 3619003 1 46 gi 
ain EK1-15 16S ribosomal RNA, partial 

teria; Fusobacteria; Fusobacteriales; 

3620429 3620384 1 46 gi 


animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 
Fusobacterium nucleatum subsp. 


Fusobacterium. 


219846688 


ref|NR_026280.1 


Micromonospora 


19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


3171 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


senegalense Bacteria 


animalis Bacteria; 


33434 
ales; Micr 
219846687 
e 33449 
ales; Micr 
219846686 
ce 33464 
ales; Micr 
219846685 
33480 
ales; Micr 
219846672 
sequence 
Actinomyc 


219846671 
sequence 
Actinomyce 


219846670 
uence 
inomycetal 


219846669 
nce 33709 
ales; Stre 


219846668 
quence 

ales; Halo 
219846667 


6S ribosomal RNA, partial sequence 3374001 33754 


ceae; Oren 
219846666 
ribosomal 


219846651 


6S ribosomal RNA, partial sequence 3390715 33921 


nigenium. 

219846613 
ence 34443 
nellaceae; 
219846576 


16S ribosomal RNA, partial sequence 3499171 35006 
Cetoba 


cterium. 

219846519 
ence 35844 
nellaceae; 
219846493 
sequence 

Fusobacter 
219846492 


v 


Fusobacteria; 


22 3344899 Micromonospora inositola 
omonosporineae; Micromonosporaceae; 


ref|NR_026279.1| Micromonospora 
50 3346425 Micromonospora aurantiaca 
omonosporineae; Micromonosporaceae; 


ref|NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


ref|NR_026264.1 
3366504 336795 
etales; Streptos 


Streptosporangium 
3 Streptosporangium 
porangineae; 


ref|NR_026263.1 
3368004 336944 
tales; Streptosp 


Streptosporangium 
8 Streptosporangium 
orangineae; 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


Streptosporangium 
8 Streptosporangium 
ngineae; 


ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Halanaerobacter 
0 Halanaerobacter 
bacteroidaceae; Halanaerobacter. 
ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 
ia. 
ref|NR_026258.1| Halanaerobium 
RNA, partial sequence 3375527 3377012 
Firmicutes; Clostridia; 


ref|NR_026260.1 
3372496 337395 


ref|NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026168.1 
73 Cetobacterium 


Succiniclasticum 
iclasticum ruminis 
m. 

Cetobacterium ceti 
ceti Bacteria; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Fusobacterium 
8 Fusobacterium 
erium. 

Fusobacterium 
3619459 3620789 
Fusobacteriales; 


ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref|NR_026084.1 


240954 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


240954 Bacteria_16S 
congolense strain 
congolense Bacter 
240954 Bacteria_16S 
auranticolor stra 
Bacteria; Actinob 


Actinoplanes. 


240954 Bacteria_16S 
philippinensis st 
philippinensis Ba 
Micromonosporacea 
240954 Bacteria_16S 
verrucosospora st 
verrucosospora Ba 


Thermomonosporace 


240954 Bacteria_16S 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


240954 Bacteria_16S 


strain FD 25934 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

240954 Bacteria_16S 3729410 3729365 1 46 gi|219846415 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Acti 
Thermomonosporaceae; Actinomadura. 

240954 Bacteria_16S 3730868 3730823 1 46 gi| 219846414 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinocorallia. 

240954 Bacteria_16S 3732324 3732279 1 46 gi| 219846413 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 37327 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

240954 Bacteria_16S 3733785 3733740 1 46 gi|219846412 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Thermomonosporaceae; Actinomadura. 

240954 Bacteria_16S 3736703 3736658 1 46 gi|219846410 


strain IFO 14097 


Actinobacteria; Actinobacteridae; Actinomycetales; 
eria 1 


240954 Bact 


strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
240954 Bacteria_16S 3739627 3739582 1 46 gi| 219846408 


strain IFO 14345 


240954 Bact 
strain IFO 14094 


Actinobacteria; Actinobacteridae; Actinomycetales; 
240954 Bacteria_16S 


strain 104 16S r 
Actinobacteria; A 


240954 Bacteria_16S 
16S ribosomal RNA, partial sequence 3745947 37473 


strain IFO 13155 
Actinobacteria; A 


240954 Bacteria_16S 


strain IFO 14745 
Actinobacteria; A 


240954 Bacteria_16S 


strain IFO 15474 
Actinobacteria; A 
Herbidospora. 


240954 Bacteria_16S 


Stre 
gi 


pt 


6S 3738163 3738118 1 46 


Stre 
gi 


pt 


6S 3744017 3743972 1 46 


Stre 
gi 


pt 


3745485 3745440 1 46 


ctinobacteridae; Actinomycetales; 
3748407 3748362 1 46 


Stre 
gi 


pt 


ctinobacteridae; Actinomycetales; 
3901823 3901778 1 46 


Stre 
gi 


pt 


ctinobacteridae; Actinomycetales; Strept 


6S ribosomal RNA, partial sequence 3726957 372 


16S ribosomal RNA, partial sequence 3735706 37371 


219846409 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 
eria_l 219846405 
16S ribosomal RNA, partial sequence 3743020 37444 


219846404 


ibosomal RNA, partial sequence 3744485 37458 
ctinobacteridae; Actinomycetales; Streptosporang 
3746944 3746899 1 46 gi| 219846403 


219846402 
16S ribosomal RNA, partial sequence 3747408 37488 


219846294 
16S ribosomal RNA, partial sequence 3900794 39022 


83 


osporang 


osporang 


osporang 


osporang 


osporang 


osporang 


3918297 3918252 1 46 gi 


219846282 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


59 Actinomadura 
inea 


3728410 372981 
nomy 


3729869 373127 
tale 


31 Actinomadura 
inea 


3732782 37341 
ceta 


68 Herbidospora 
inea 


e; Thermomon 


NR_026006.1 


cetales; Str 


NR_026005.1 


s; Streptosp 


NR_026004.1 


e; Thermomon 
NR_026003.1 
9 
° 


les; Strept 


NR_026001.1 


e; Streptosp 
NR_026000.1 


e; Streptosp 
NR_025999.1 


e; Streptosp 
NR_025996.1 


e; Streptosp 
NR_025995.1 


e; Streptosp 
NR_025994.1 


e; Streptosp 
NR_025993.1 


e; Streptosp 
NR_025884.1 


e; Streptosp 


3621810 3621765 1 46 gi| 219846491 |ref|NR_026083.1| Fusobacterium 
fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

3676824 3676779 1 46 gi|219846453|ref|NR_026044.1| Halanaerobium 

SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

3712987 3712942 1 46 gi|219846428|ref|NR_026019.1]| Actinoplanes 
in 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 

3714448 3714403 1 46 gi| 219846427 |ref|NR_026018.1]| Actinoplanes 
rain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

e; Actinoplanes. 

3725042 3724997 1 46 gi|219846418|ref|NR_026009.1| Actinomadura 
rain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

3726504 3726459 1 46 gi|219846417|ref|NR_026008.1| Actinomadura 
ain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

3727956 3727911 1 46 gi|219846416|ref|NR_026007.1| Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


NR_025872.1 


Spirilliplanes 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Spirilliplanes. 


240954 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


240954 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


240954 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


240954 Bacteria_16S 


strain YIM 90010 


4031910 4031865 1 46 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4033460 4033415 1 46 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4035014 4034969 1 46 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4062007 4061962 1 


al 


al 


rt 
e; 


46 gi 


403 
es; 


403 
es; 


219846202 


08 


Glyc 
219846201 


24 


Glyc 
219846200 
ial sequ 
Actinomycet 


219846178 
16S ribosomal RNA, partial sequence 4060988 40624 


ref 


omyc 
ref 


omyc 
ref 


ref 


56 4032350 Glyco: 


01 4033899 Glyco 


ence 


36 Nocardiopsis 


NR_025792.1 


ineae; Glyc 
NR_025791.1 


ineae; Glyco 
NR_025790.1 

403395 
ales; Glyco 


NR_025768.1 


Glycomyces algeriensis 


myces algeriensis 
fo} 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


myces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


mycineae; 


Nocardiopsis salina 


salina Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
240954 Bacteria_16S 4116368 4116323 1 46 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
240954 Bacteria_16S 4182545 4182500 1 46 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

240954 Bacteria_16S 4217354 4217309 1 46 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

240954 Bacteria_16S 4218838 4218793 1 46 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

240954 Bacteria_16S 46350 46306 1 45 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 72226 72182 1 45 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

240954 Bacteria_16S 73790 73746 1 45 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 727131 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

240954 Bacteria_16S 108523 108479 1 45 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

240954 Bacteria_16S 116270 116226 1 45 gi| 265678985 |ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

240954 Bacteria_16S 117825 117777 1 49 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

240954 Bacteria_16S 160425 160377 1 49 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

240954 Bacteria_16S 201643 201595 1 49 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 


strain 22 16S rib 
Firmicutes; Clost 


240954 Bacteria_16S 


genavense strain 
Bacteria; Actinob 
Mycobacterium. 


240954 Bacteria_16S 


strain 2502 16S r 
Actinobacteria; A 


240954 Bacteria_16S 


aichiense strain 
Bacteria; Actinob 
Mycobacterium. 


osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
221702 221658 1 45 gi 
2289 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


mi 


ce 
al 


226183 226139 1 45 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
227690 227646 1 45 gi 
49005 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 
ne 


ne 
al 


240954 Bacteria_16S 


strain 47001 16S 


229196 229152 1 45 
ribosomal RNA, partial sequence 


gi 


ly XI. 


220 
Co 


es; 
bacter 


226 
Co 


e 
es; 


200572 20203 


I 


265678915 


65 
ry 


265678912 
225125 226 


58 
in 


265678911 


63 
ry 


265678910 


ncer 
ref 


neba 


ref 


eae; 
ref 


neba 


ref 


9 222097 Mycob 


1 Mycobacterium 


2 228087 Mycob 


tae Sedis; H 
NR_029223.1 
a 
cterineae; M 
NR_029220.1 


Mycobacteri 
NR_029219.1 
a 


cterineae; M 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Mycobacterium 
cterium genavense 
ycobacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


NR_029218.1 


Mycobacterium obuense 


228138 229595 Mycobacterium obuense Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


240954 Bacteria_16S 230704 230660 1 45 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 


strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 243181 243137 1 45 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 


novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 297660 297616 1 45 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 334270 334226 1 45 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
240954 Bacteria_16S 349454 349406 1 49 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

240954 Bacteria_16S 374654 374606 1 49 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
240954 Bacteria_16S 402301 402253 1 49 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 
240954 Bacteria_16S 436395 436347 1 49 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
240954 Bacteria_16S 479129 479085 1 45 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 480678 480634 1 45 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
240954 Bacteria_16S 506955 506911 1 45 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
240954 Bacteria_16S 523660 523616 1 45 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 
240954 Bacteria_16S 531271 531227 1 45 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 
240954 Bacteria_16S 538910 538866 1 45 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 552705 552657 1 49 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
240954 Bacteria_16S 581384 581340 1 45 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 617860 617816 1 45 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 


240954 Bacteria_16S 625268 625224 1 45 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 635972 635924 1 49 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 


240954 Bacteria_16S 637503 637455 1 49 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

240954 Bacteria_16S 712855 712811 1 45 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 714414 714370 1 45 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

240954 Bacteria_16S 811527 811483 1 45 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

240954 Bacteria_16S 816135 816091 1 45 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

240954 Bacteria_16S 861676 861632 1 45 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
240954 Bacteria_16S 885768 885720 1 49 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 

240954 Bacteria_16S 1102649 1102601 1 49 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
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240954 Bacteria_16S 1727029 1726985 1 45 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 1728568 1728524 1 45 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 1730104 1730060 1 45 gi|219878388|ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 1731617 1731573 1 45 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 1771116 1771068 1 49 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
240954 Bacteria_16S 1816690 1816646 1 45 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
240954 Bacteria_16S 1859267 1859219 1 49 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
240954 Bacteria_16S 1900828 1900780 1 49 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 
240954 Bacteria_16S 1924668 1924624 1 45 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
240954 Bacteria_16S 1950657 1950613 1 45 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
240954 Bacteria_16S 1953678 1953630 1 49 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
240954 Bacteria_16S 2031232 2031184 1 49 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
240954 Bacteria_16S 2034244 2034200 1 45 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


240954 Bacteria_16S 2035797 2035749 1 49 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

240954 Bacteria_16S 2037321 2037273 1 49 gi|219878170|ref|NR_025309.1| Corynebacterium 


simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
240954 Bacteria_16S 2052935 2052891 1 45 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 2091026 2090982 1 45 gi|219878129|ref|NR_025268.1| Mycobacterium 
heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
240954 Bacteria_16S 2112418 21123741 45 gi|219857660|ref|NR_025249.1| Mycobacterium 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
240954 Bacteria_16S 2129090 2129046 1 45 gi|219857649|ref|NR_025238.1| Mycobacterium 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 
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74 Subtercola frigoramans Bacteria; 
Subtercola. 

ref 


Actinomycetales; 


NR_024976.1 
49 Tetrasphaera 


ref|NR_024975.1 

2493400 249486 
Microc 
ref |NR_024952.1 
Coriobacteri 
ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


Tetrasphaera japonica 


japonica Bacteria; 
Micrococcineae; Intrasporangia 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 
occineae; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


ref|NR_024890.1 
2608828 261032 


Amycolatopsis 
2 Amycolatopsis 


240954 Bacteria_16S 2640551 2640507 1 45 gi|219857231|ref|NR_024859.1 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycoba 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
240954 Bacteria_16S 2768061 2768013 1 49 gi|219857139|ref|NR_024767.1 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 276850 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Co 
Dietziaceae; Dietzia. 

240954 Bacteria_16S 2784718 2784670 1 49 gi|219857127|ref|NR_024755.1 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Microbacteriaceae; Okibacterium. 

240954 Bacteria_16S 2894591 2894543 1 49 gi|219856860|ref|NR_024679.1 


strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
240954 Bacteria_16S 


strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
240954 Bacteria_16S 2897580 2897532 1 49 gi|219856858|ref|NR_024677.1 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 289798 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacteriaceae; Mycetocola. 

240954 Bacteria_16S 2903655 2903607 1 49 gi|219856854|ref|NR_024673.1 


strain IFO 15616 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
240954 Bacteria_16S 2938570 2938526 1 45 gi|219856831|ref|NR_024650.1 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 293900 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Actinoalloteichus. 

240954 Bacteria_16S 3007025 3006977 1 49 gi|219846919|ref|NR_026511.1 


strain 801 16S ri 
Actinobacteria; A 


240954 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


240954 Bacteria_16S 


strain TAGA27 16S 
Actinobacteria; A 


240954 Bacteria_16S 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


240954 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


240954 Bacteria_16S 
16S ribosomal RNA, partial sequence 3201064 32024 


strain M408/89/1 
Actinobacteria; A 
Corynebacterium. 


240954 Bacteria_16S 


strain DSM 11140 
Actinobacteria; A 


240954 Bacteria_16S 


strain DSM 44183 
Actinobacteria; A 


240954 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


240954 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


240954 Bacteria_16S 


strain DSM 9580 1 
Actinobacteria; A 


240954 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


ribosomal RNA, partial sequence 
Micr 
gi 


oc 
2896086 2896038 1 49 
ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3046403 3046355 1 49 gi 
HKI 0125 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Ornithinicoccus. 

3094596 3094548 1 49 
ribosomal RNA, partial sequence 


oc 


gi 


ctinobacteridae; Actinomycetales; Coryne 


3226189 3226141 1 49 gi 
ctinobacteridae; Actinomycetales; Micr 
3336877 3336833 1 45 gi 


oc 


ctinobacteridae; Actinomycetales; Cory 
3338386 3338342 1 45 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3339898 3339854 1 45 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 
3352107 3352059 1 


ne 


al 
e; 


rt 
da 
49 gi 
ctinobacteridae; Actinomycetales; Micr 
3432213 3432165 1 49 gi 
CIP 103452 16S ribosomal RNA, partial 


ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


oc 


s 
Ac 


240954 Bacteria_16S 


2893553 28949 


occineae 


219856859 
2895048 28964 


16S ribosomal RNA, partial sequence 2902597 29040 


3005987 30074 


occineae 


219846891 


ence 
inomycet 


219846859 
3093562 30950 


ctinobacteridae; Actinomycetales; Micrococcineae 
3097727 3097679 1 49 gi|219846857 
MMZ 2439 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomyceta 
e; Corynebacterium. 
3148683 3148635 1 49 gi| 219846823 
51 16S ribosomal RNA, partial sequence 31476 
acteria; Actinobacteridae; Actinomycetales; Cory 
3202104 3202056 1 49 gi| 219846787 


bacterin 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 


occineae 


219846694 
16S ribosomal RNA, partial sequence 3335845 33373 


bacterin 


219846693 


sequenc 


219846692 


ial sequ 
e; Actin 


219846683 
6S ribosomal RNA, partial sequence 3351066 33525 


occineae 


219846623 


equence 
tinomyce 


3433661 3433613 1 49 gi 


219846621 


Actinomycet 


7 Mi 
ref 


crobacteriac 
NR_024678.1 


; Microbacteriac 
ref |NR_026483.1 

3045360 304685 
ales; Micrococci 


’ 


ref|NR_026451.1 


Micrococcaceae 
NR_026449.1 
3096668 309807 
les; Corynebacte 


ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


ref |NR_026379.1 


eae; Corynebacte 


ref|NR_026362.1 


; Intrasporangia 
ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref|NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


ref|NR_026275.1 


; Microbacteriac 
ref|NR_026215.1 
3431175 343257 
tales; Corynebac 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 

Dietzia 
5 Dietzia 
rynebacterineae; 


Okibacterium 
8 Okibacterium 


ccineae; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Actinoalloteichus 

7 Actinoalloteichus 

ocardineae; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Ornithinicoccus 

1 Ornithinicoccus 

neae; 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Corynebacterium 
1 Corynebacterium 
rineae; 


Corynebacterium 
bacterium falsenii 


orynebacteriaceae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Mycobacterium hodleri 
hodleri Bacteria; 

aceae; Mycobacterium. 
Mycobacterium 

3 Mycobacterium 

bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


nebacterineae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Corynebacterium 

5 Corynebacterium 

terineae; 


ref|NR_026213.1 


Corynebacterium 


xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


240954 Bacteria_ 


chlorophenolicum 
chlorophenolicum 


Mycobacteriaceae; 
240954 Bacteria_ 


glomerans strain 


glomerans PW2 Bac 
Coriobacteriaceae 
240954 Bacteria_ 
strain DSM 7485 1 


240954 Bacteria_ 
strain DSM 7486 1 


240954 Bacteria_ 


hiberniae strain 


hiberniae Bacteri 
Mycobacteriaceae; 
240954 Bacteria_ 
strain 1066 16S r 


240954 Bacteria_16S 


16S 3492770 3492726 1 45 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
16S 3497233 3497189 1 45 gi|219846578|ref|NR_026170.1| Coriobacterium 
DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
teria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
; Coriobacterium. 
16S 3513801 3513753 1 49 gi|219846567|ref|NR_026159.1| Rathayibacter rathayi 
6S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
16S 3515325 3515277 1 49 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
6S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
16S 3608547 3608503 1 45 gi|219846500|ref|NR_026092.1| Mycobacterium 
ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
16S 3616119 3616075 1 45 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
ibosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
3617630 3617586 1 45 gi|219846494|ref|NR_026086.1| Mycobacterium 
Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 


komossense strain 
Bacteria; Actinob 


Mycobacterium. 


240954 Bacteria_16S 
subsp. paratuberc 
avium subsp. para 
Corynebacterineae 
240954 Bacteria_16S 
strain 3015 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240954 Bacteria_16S 
strain ATCC 35799 
Bacteria; Actinob 


Mycobacterium. 


240954 Bacteria_16S 
strain ATCC 43910 
Bacteria; Actinob 


Mycobacterium. 


240954 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 
240954 Bacteria_16S 
strain OS-3256 16 
Actinobacteria; Actinobacteridae; Actinomycetales; 
240954 Bacteria_16S 


bohemicum strain 


bohemicum Bacteri 
Mycobacteriaceae; 
240954 Bacteria_16S 


hassiacum strain 


Bacteria; Actinob 


Mycobacterium. 


240954 Bacteria_16S 
michiganensis sub 


acteria; Actinobacteridae; Actinomycet 


3623259 36232151 45 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3624760 3624716 1 45 gi 
ibosomal RNA, partial sequence 


v 


3626305 3626261 1 45 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 
3637050 3637006 1 45 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3643235 3643187 1 49 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3644767 3644719 1 49 

S ribosomal RNA, partial sequence 


s 


v 


gi 


Stre 
3664643 3664599 1 45 gi 
DSM 44277 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

3721990 3721946 1 45 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pt 


ce 
al 


al 


219846490 
pa 
Actinobac 
ob 
219846489 
3623734 36252 
ne 
219846488 


219846481 


219846477 
Actinomyc 


219846476 
3643713 36451 


219846462 


219846420 


es; Corynebacterineae; 
ref 
quen 


teri 


NR_026082.1 
ce 36222 
dae; Actino 
acterium avium complex 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacter 
ref|NR_026080.1 
68 3626729 Mycob 
nebacterineae; 


rtial se 


( 


bacterin 


36252 
es; Cory 
ref |NR_026073.1 
02 3637503 Mycob 
nebacterineae; 


36360 
es; Cory 
ref|NR_026069.1 

3642181 364366 
etales; Strepto 


equence 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_026054.1 

3663577 366509 
ales; Corynebact 


omycinea 


uence 
inomycet 


v 


ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; 


37209 


es; Cory 


3769471 3769423 1 49 gi 


species tessellarius strain 78181 16S ri 


219846385 
bosomal 


ref 
RNA, 


NR_025976.1 
partial seq 


M 


2 
mycetales; 


a 


a 
M 


a 
M 


ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Kitasatospora 
2 Kitasatospora 


mycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
cterium hassiacum 


Mycobacteriaceae; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 

240954 Bacteria_16S 4012160 40121121 49 gi|219846215|ref|NR_025805.1 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 40125 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
240954 Bacteria_16S 4039490 4039446 1 45 gi| 219846197 |ref|NR_025787.1 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 403994 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 

240954 Bacteria_16S 4063535 4063491 1 45 gi|219846177|ref|NR_025767.1 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Mycobacterium 

7 Mycobacterium 
terineae; 


Mycobacterium 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


240954 Bacteria_ 


parascrofulaceum 
parascrofulaceum 


Mycobacteriaceae; 
240954 Bacteria_ 
strain M175 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
240954 Bacteria_ 


strain SE-32A-C8 
Proteobacteria; 


240954 Bacteria_ 
strain NCTC 279 1 


Firmicutes; 


240954 Bacteria_ 


strain 113-1 16S 


strain 124-2 16S 
Firmicutes; 


240954 Bacteria_16S 528245 528198 1 48 gi|265678700|ref|NR_029005.1 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydr 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; En 
240954 Bacteria_16S 551197 551150 1 48 gi| 265678685 |ref|NR_028990.1 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacil 
240954 Bacteria_16S 575463 575416 1 48 gi|265678669|ref|NR_028974.1 


strain S-606 16S 
Proteobacteria; 


240954 Bacteria_ 
strain Iso-46 16S 


Proteobacteria; 


240954 Bacteria_ 


mindensis strain 


mindensis Bacteria; 
240954 Bacteria_ 


nivimaris strain 
Bacteria; 


Lactobacillales; 


16S 4074142 4074098 1 45 gi 


16S 4138 4091 1 48 gi 
16S ribosomal RNA, partial sequence 3080 


Gammaproteobacteria; Legionellales; Legionellaceae; 
265678952 
6S ribosomal RNA, partial sequence 165488 16699 
Clostridia; 


16S 166547 166500 1 48 gi 
Clostridiales; Clostridiaceae; 
16S 186300 186253 1 48 gi 


ribosomal RNA, partial sequence 


16S 344992 344945 1 48 
ribosomal RNA, partial sequence 
Lactobacillaceae; 


gi 


ribosomal RNA, partial sequence 


16S 587438 587391 1 48 


ribosomal RNA, partial sequence 


gi 


16S 611622 611575 1 

TMW 1.80 16S ribosomal RNA, 

Firmicutes; Lactobacillales; 
613208 613161 1 48 


48 gi 


16S gi 


16S 660201 660154 1 48 gi 


219846170 


strain HSC68 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 

16S 4233997 4233953 1 45 gi 


219846046 
4232932 4234422 Mycobacterium 
nebacterineae; 
265679061 


265678828 
343905 34542 
Lactobacillus. 


574450 575812 Psychrobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
265678661 
586359 58785 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
265678644 
complete sequence 

Lactobacillaceae; 
265678643 
88/2-7 16S ribosomal RNA, partial sequence 61213 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


240954 Bacteria_ 265678609 


ref|NR_025760.1 


4073095 407456 


ref|NR_025636.1 
Mycobacteri 
ref |NR_029369.1 
4533 
Legionella. 


ref|NR_029260.1 


ref |NR_029247.1 


ref |NR_029133.1 
3 Lactobacillus 


Psychrobacte 
ref|NR_028966.1 
4 Psychrobacter 
Psychrobacte 
NR_028949.1 
10536 612079 
Lactobacillus. 
ref|NR_028948.1 
0 613627 Psychr 
Moraxellaceae; Ps 
ref|NR_028914.1 


ref 


a 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Legionella erythra 


Legionella erythra Bacteria; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 
Clostridium. 
265678939 
185230 18674 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
240954 Bacteria_ 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Lactobacillus pentosus 
pentosus Bacteria; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Lactobacillus 
Lactobacillus 
lus. 
Psychrobacter pulmonis 
pulmonis Bacteria; 
De 
Psychrobacter faecalis 
faecalis Bacteria; 
ri 
Lactobacillus 
Lactobacillus 


Psychrobacter 

obacter nivimaris 
ychrobacter. 

Moraxella canis strain 


N7 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; 

240954 Bacteria_16S 678532 678485 1 
strain SCII24 16S 


240954 Bacteria_16S 679977 679930 1 


grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; 


240954 Bacteria_16S 799264 799217 1 
strain MOL361 16S ribosomal RNA, partia 
240954 Bacteria_16S 904133 904086 1 
strain Greoux 11 
Bacteria; 
240954 Bacteria_16S 1001394 1001347 1 
strain JB-A2 16S ribosomal RNA, partial 
Proteobacteria; 
240954 Bacteria_16S 1013445 1013398 1 
strain GP1l1l 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
240954 Bacteria_16S 1014941 1014894 1 
199/55 16S ribosomal RNA, 
Gammaproteobacteria; Pseudomonadales; 
240954 Bacteria_16S 1016437 1016390 1 
strain Ne 11 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
240954 Bacteria_16S 1017934 1017887 1 
L-3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; 
240954 Bacteria_16S 1114889 1114826 1 
strain I-132 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; 


240954 Bacteria_16S 1116415 1116352 1 
strain I-273 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Moraxellaceae; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 


Pseudomonadales; 


partial sequence 


Pseudomonadales; 


Moraxellaceae; 


659171 660617 Morax 
Moraxella. 


48 gi 


48 gi 


48 
1 sequence 


gi 


48 gi 


D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


Gammaproteobacteria; Thiotrichales; Pisciricketts 


Leg 

48 gi| 265678377 
sequence 1000320 10017 
48 gi| 265678369 
sequence 1012401 10138 


48 gi 


Moraxellaceae; Moraxella. 
48 gi| 265678367 
sequence 1015393 10168 


48 gi 


1016889 1018335 Morax 
Moraxella. 


64 gi| 265678299 

sequence 1113840 11153 

Kineosporiinea 

64 gi| 265678298 
sequence 


677507 67890 


798207 79971 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


Moraxellace 


1013897 1015342 Morax 


Moraxellace 


265678597 


ie} 
265678596 


Rhizob 
265678513 


265678442 
90307 


265678368 


265678366 


ella canis Bacteria; Proteobacteria; 


ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 
chrobactrum. 
ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 


eae; Turicibacter. 

ref|NR_028744.1| Legionella gresilensis 
2 904507 Legionella gresilensis 
ionellaceae; Legionella. 
ref|NR_028679.1| Thiomicrospira frisia 
83 Thiomicrospira frisia Bacteria; 
iaceae; Thiomicrospira. 

ref|NR_028671.1| Moraxella caviae 

46 Moraxella caviae Bacteria; 

ae; Moraxella. 
ref|NR_028670.1| Moraxella ovis strain 
ella ovis Bacteria; Proteobacteria; 


ref|NR_028669.1| Moraxella catarrhalis 
38 Moraxella catarrhalis Bacteria; 

ae; Moraxella. 
ref|NR_028668.1| Moraxella bovis strain 
ella bovis Bacteria; Proteobacteria; 


ref|NR_028600.1| Kineosporia rhamnosa 
13 Kineosporia rhamnosa Bacteria; 
e; Kineosporiaceae; Kineosporia. 


ref|NR_028599.1| Kineosporia succinea 


1115364 1116839 Kineosporia succinea Bacteria; 
Kineosporiineae; Kineosporiaceae; Kineosporia. 


240954 Bacteria_16S 


moniliformis DSM 


DSM 12112 Bacteri 
240954 Bacteria_16S 
strain 13.4 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
240954 Bacteria_16S 


maritimus strain 
Bacteria; 


Proteobacteria; 


Psychrobacter. 


240954 Bacteria_16S 


inopinata strain 
Bacteria; 


litoralis strain 


litoralis Bacteri 
240954 Bacteria_16S 
gallinifaecis str 


gallinifaecis Bac 


240954 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


marincola strain 


marincola Bacteri 
240954 Bacteria_16S 
submarinus strain 


submarinus Bacter 


240954 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


240954 Bacteria_16S 


strain vc 5 16S r 
strain LMG 21857 
Proteobacteria; 


strain LUH4616 16 
Proteobacteria; 


schindleri strain 
schindleri Bacter 


240954 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


240954 Bacteria_16S 


strain MCS 25 16S 


strain MCS 18 16S 


Proteob 
240954 Bacteria_16S 
strain R7 16S rib 
G 
240954 Bacteria_16S 
doudoroffii strai 
doudoroffii Bacte 
240954 Bacteria_16S 
pacificensis stra 
pacificensis Bact 


Firmicu 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 
strain NF11 16S r 
G 
240954 Bacteria_16S 
strain NF23 16S r 
G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


1157210 1157163 1 48 gi 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1246493 1246450 4 47 gi 
ibosomal RNA, partial sequence 


1423286 1423239 1 48 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1446446 1446399 1 48 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1455495 1455448 1 48 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1470543 1470496 1 48 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1632485 1632438 1 48 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1634042 1633995 1 48 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1656849 1656802 1 48 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1701217 17011701 48 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
1722568 1722521 1 48 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1724109 1724062 1 48 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1825955 1825908 1 48 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1827433 1827386 1 48 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1841161 18411141 48 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1845754 1845707 1 48 gi 
ibosomal RNA, partial sequence 
1869963 1869916 1 48 gi 
ammaproteobacteria; Alteromonadales; A 
1873073 1873026 1 48 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1888519 1888472 1 48 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1913893 1913846 1 48 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2017873 2017826 1 48 gi 
ribosomal RNA, partial sequence 


2019345 2019298 1 48 
ribosomal RNA, partial sequence 


gi 


240954 Bacteria_16S 


1245479 12468 
donocardin 


14453911 


1700153 17016 


1721510 17230 


1723051 17245 


qu 


ct 


1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
240954 Bacteria_16S 


YP 


16S ribosomal RNA, partial sequence 1868909 18703 


1872026 18734 
or 


qu 
a; 


na 
2016867 20182 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
240954 Bacteria_16S 


YP 


2018337 20197 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyp 


228721492 
nce 11561 


219857484 


224581443 
ence 14222 
nadales; 
224581423 
4468 
oraxellace 
224581417 
sequence 

ia; Aeromo 
224581406 
1 sequence 
ria; 


219878455 
ence 16314 
es; Erysip 
219878454 
equence 

; Aeromona 
219878437 
sequence 
eria; Rhiz 
219878407 


lteromonad 
219878393 


oraxellace 
219878392 


oraxellace 
219878319 
uence 

; Pseudomo 
219878318 
ence 

a; Pseudom 
219878308 
al sequenc 
obacilla 
219878305 


homonada 
219878288 


1lteromonad 
219878286 


axellace 
219878273 
ence 

Pseudom 
219878253 
19128 
dales; M 
219878184 


homonada 
219878183 


homonada 


2020817 2020770 1 48 gi 


bacteriace 


M 


Pseud 


ref|NR_027615.1 
51 1157635 Strep 
ae; Streptobacil 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonoca 
ref|NR_027225.1 
15 1423690 Psych 
oraxellaceae; Ps 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_027187.1 
1469465 147099 
omonadales; Mora 


ref |NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref |NR_025593.1 
1632974 163447 
dales; Aeromona 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025546.1 


aceae; Glaciecol 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025458.1 
1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
onadales; Moraxe 
ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025444.1 
; Maricauli 
NR_025427.1 


ceae 
ref 


aceae; Glaciecol 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 

1887472 188893 
onadales; Moraxe 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025323.1 


’ 


NR_025322.1 


ceae 
ref 


ceae; 


219878182 


washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 


washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


Maricaulis. 


t 


r 


r 


d 


Streptobacillus 
obacillus moniliformis 
lus. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Psychrobacter 
obacter maritimus 
ychrobacter. 

Psychrobacter arenosus 
arenosus Bacteria; 
re, 

Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 

Psychrobacter 
0 Psychrobacter 
xellaceae; 


Erysipelothrix 

elothrix inopinata 

rysipelothrix. 
Oceanisphaera 

9 Oceanisphaera 

aceae; Oceanisphaera. 
Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 

Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Psychrobacter luti 
luti Bacteria; 
r. 
Psychrobacter fozii 
fozii Bacteria; 
rr, 
Psychrobacter 
4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 
2 Psychrobacter 
llaceae; Psychrobacter. 
Lactobacillus 
3 Lactobacillus 
lus. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Ss. 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 

Acinetobacter parvus 
parvus Bacteria; 

r. 

Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
Maricaulis. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
Maricaulis. 


NR_025321.1 
2019809 202123 
H 


v 
ref 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


240954 Bacteria_16S 
strain P-1 16S ri 
Clost 
240954 Bacteria_16S 
strain YKJ-103 16 
G 
240954 Bacteria_16S 


Firmicutes; 


Proteobacteria; 


strain K9951 16S 
Proteobacteria; 


G 
240954 Bacteria_16S 
strain MT-1077 16 


ammaproteobacteria; Legionellales; Leg 
2405051 2405004 1 48 gi 
S ribosomal RNA, partial sequence 


io 


nellacea 
219857457 
2403965 24054 


2109323 2109276 1 48 gi| 219873437 |ref 
bosomal RNA, partial sequence 2108290 21097 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

2175968 21759211 48 gi|219857616|ref 
S ribosomal RNA, partial sequence 2174910 21764 


ammaproteobacteria; Pseudomonadales; Moraxellaceae; 
2188094 2188047 1 48 gi| 219857607 |ref 
ribosomal RNA, partial sequence 2187032 21885 


e; 
ref 


03 Psychrobacter 
e 


86 Lactobacillus 


NR_026099.2 


NR_025205.1 


Psychrobact 
NR_025196.1 


egionella. 
NR_025045.1 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Psychrobacter jeotgali 
jeotgali Bacteria; 
a 
Legionella busanensis 


07 Legionella busanensis Bacteria; 
L 


Lactobacillus kimchii 
kimchii Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240954 Bacteria_16S 2428034 2427987 1 48 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

240954 Bacteria_16S 2501983 2501936 1 48 gi|219857381|ref|NR_024969.1| Legionella waltersii 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

240954 Bacteria_16S 2503489 2503442 1 48 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
240954 Bacteria_16S 2540945 2540898 1 48 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

240954 Bacteria_16S 2715625 2715578 1 48 gi|219857178|ref|NR_024806.1| Psychrobacter 


okhotskensis stra 
okhotskensis Bact 


Psychrobacter. 


240954 Bacteria_16S 
strain MKT 106 16 
G 
240954 Bacteria_16S 
cateniformis stra 
cateniformis Bact 


Proteobacteria; 


Coprobacillus. 


240954 Bacteria_16S 
ruminantium strai 
ruminantium Bacte 
240954 Bacteria_16S 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 29299 


eria; Proteobacteria; Gammaproteobacteri 
2741292 2741245 1 48 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2817866 2817819 1 48 gi 
in JCM 10604 16S ribosomal RNA, partia 


eria; Firmicutes; Erysipelotrichi; Ery 


gi 


1 
si 


2922145 2922098 1 48 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2929555 2929508 1 48 gi 


ue 
al 


in MD17 16S ribosomal RNA, partial seque 


nce 
a; 


219857160 
2740223 27416 
eromonad 
219856912 
sequence 
pelotric 


219856842 


nce 
es; 


219856837 


Pseud 


omon 


ref 


acea 
ref 


hale 


ref 


Eubacter 


ref 


2714566 27160 


2816799 28182 


2921059 29225 


56 Terasakiella 


5 


adales; Mora 


NR_024788.1 


e; Agarivora 
NR_024733.1 
8 
s; Erysipelo 
NR_024661.1 
6 
iaceae; Euba 
NR_024656.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 
240954 Bacteria_16S 2978012 2977969 1 44 gi|219846938|ref|NR_026530.1 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 297845 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

240954 Bacteria_16S 2990246 2990199 1 48 gi|219846930|ref|NR_026522.1 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 29906 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
240954 Bacteria_16S 2991783 2991736 1 48 gi|219846929|ref|NR_026521.1 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 
240954 Bacteria_16S 2993273 2993226 1 48 gi|219846928|ref|NR_026520.1 
strain 441-1 16S ribosomal RNA, partial sequence 2992209 29936 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
240954 Bacteria_16S 3031142 3031095 1 48 gi|219846903|ref|NR_026495.1 
strain I50 16S ribosomal RNA, partial sequence 3030089 30315 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

240954 Bacteria_16S 3041858 3041811 1 48 gi| 219846895 |ref|NR_026487.1 


strain 1144-97 16 
Firmicutes; 


dextrinosolvens s 


dextrinosolvens B 


Succinivibrio. 


240954 Bacteria_16S 
amylophilus strai 
Proteob 
240954 Bacteria_16S 
617-93 16S riboso 


Bacteria; 


Bacillales; Bacil 


240954 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


Lacto 
240954 Bacteria_16S 


S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3057113 3057066 1 


Facklamia. 
48 gi 


3040796 30422 


219846884 


S ribosomal RNA, partial sequence 


lales; Bacillales Family XI. Incertae Se 


dis; 


ref 


Gemella 


NR_026476.1 


7 Psychrobacter 
xellaceae; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Coprobacillus 

3 Coprobacillus 

trichaceae; 


Eubacterium 
6 Eubacterium 
cterium. 
Terasakiella pusilla 


pusilla Bacteria; 


Streptomyces 
9 Streptomyces 


mycineae; 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Ruminobacter 

bacter amylophilus 
Ruminobacter. 

Gemella bergeri strain 
ria; Firmicutes; 


’ 


train 0554 16S ribosomal RNA, partial sequence 3056079 305754 
acteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Suc 

3096162 3096115 1 48 gi|219846858|ref|NR_026450.1 
n H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Rumino 
acteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae 

3141127 3141080 1 48 gi|219846828|ref|NR_026420.1 
mal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacte 
lales Family XI. Incertae Sedis; Gemella. 

3142686 3142639 1 48 gi| 219846827 |ref|NR_026419.1 


Gemella sanguinis 


3141609 3143118 Gemella sanguinis Bacteria; 


240954 Bacteria_16S 
strain NCTC 9810 
Firmicutes; Clostridia; Clostridiales; 
240954 Bacteria_16S 3230698 3230651 1 
strain DSM 10022 
Firmicutes; Clost 
240954 Bacteria_16S 
strain LLAP12 16S 
Bacteria; Proteob 
240954 Bacteria_16S 


3229242 3229195 1 


ridia; Clostridiales; 
3266993 3266946 1 


3268411 3268364 1 


strain L2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


240954 Bacteria_16S 3437856 3437809 1 


ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 


Gammaproteobacteria; Legionellales; Leg 


48 gi| 219846768 


16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Fami 


ly XI. 


48 219846767 


gi 


16S ribosomal RNA, partial sequence 3229651 32311 


Clostridiales Family XI. Incertae Sedis; 
48 gi| 219846743 |ref|NR_026335.1 
3265947 32672 
lales; Legionellaceae; Leg 
48 gi| 219846742 |ref|NR_026334.1 


3267345 32688 


48 gi| 219846618 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 34368 


Bacteria; Proteob 
240954 Bacteria_16S 
DSM 2403 16S ribo 
Proteobacteria; 
240954 Bacteria_16S 
strain DSM 6964 1 
Proteobacteria; 
240954 Bacteria_16S 
haemolyticus stra 
haemolyticus Bacteria; 
Acinetobacter. 
240954 Bacteria_16S 
baumannii strain 

baumannii Bacteri 
240954 Bacteria_16S 
strain WO-44C 16S 
Proteobacteria; 
240954 Bacteria_16S 
strain IC079 16S 
Proteobacteria; 

240954 Bacteria_16S 
strain PS-1 16S r 
Proteobacteria; 
240954 Bacteria_16S 3852763 3852716 1 
cellulolyticus strain CD2 16S ribosomal 
cellulolyticus Bacteria; Firmicutes; 
240954 Bacteria_16S 3872530 3872483 1 
strain 2917B 16S 

Firmicutes; Bacil 
240954 Bacteria_16S 
strain ATCC 10379 
Bacteria; 
240954 Bacteria_16S 


3439365 3439318 1 


3440875 3440828 1 


3442384 34423371 
Proteobacteria; 


3443894 3443847 1 


3576453 3576406 1 


3661590 3661543 1 


ribosomal RNA, partial 


3798194 3798147 1 


ribosomal RNA, partial 


3874117 3874070 1 


3898899 3898852 1 


strain B9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


240954 Bacteria_16S 3942533 39424711 


strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


240954 Bacteria_16S 
strain KLB 16S ri 


3948379 3948317 1 


240954 Bacteria_16S 
alimentarius stra 
alimentarius Bacteria; 
Psychrobacter. 
240954 Bacteria_16S 
thermautotrophica 
thermautotrophica Bacteria; 
Sedis; Carboxydocella. 
240954 Bacteria_16S 

strain B 5329 16S 


4022781 4022734 1 
Proteobacteria; 
4208160 4208113 1 
Firmicutes; 
49419 


49373 1 


240954 Bacteria_16S 1 


strain HKI0088 16 


66205 66159 


acteria; Gammaproteobacteria; Pseudomonadales; 


somal RNA, partial sequence 3438312 3439771 Aci 
Gammaproteobacteria; Pseudomonadales; Mor 


6S ribosomal RNA, partial sequence 3439822 344 
Gammaproteobacteria; Pseudomonadales; Mor 


in DSM 6962 16S ribosomal RNA, 


DSM 30007 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria; 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 
Gammaproteobacteria; Alteromonadales; Alt 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pis 


lales; Bacillales Family XI. 


16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family XI. 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


in JG-100 16S ribosomal RNA, partial s 


strain 41 16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


S ribosomal RNA, partial sequence 


cirickettsiaceae; Cyclocla 
48 gi| 219846327 |ref|NR_025917.1 
RNA, partial sequence 3851732 385319 
Clostridia; Clostridiales; Ruminococcaceae; 
48 gi|219846314|ref|NR_025904.1 
sequence 3871442 38729 
Incertae Sedis; Gemella. 
48 gi|219846313|ref|NR_025903.1 
3873028 3874564 Gemell 
Incertae Sedis; Gemella. 
48 gi|219846296|ref|NR_025886.1 


3897893 38992 


61 gi| 219846264 


3941522 39429 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


240954 Bacteria_16S 110015 109969 1 
G33 16S ribosomal RNA, partial sequence 


Acetobacteraceae; Acidiphi 

61 gi|219846260|ref|NR_025850.1 
3947368 39487 

Acetobacteraceae; Acidiphi 

48 gi|219846208|ref|NR_025798.1 

equence 4021723 402321 

Gammaproteobacteria; Pseudomonadales; Mora 

48 gi|219846070|ref|NR_025660.1 

sequence 4207086 420854 

Clostridia; Clostridiales; Clostridiales 

47 gi|265679031|ref|NR_029339.1 

48372 49856 Actinobaculum 

Actinomycetace 

47 gi|265679020|ref|NR_029328.1 
65168 66643 

; Bogoriellaceae 

47 gi| 265678989 |ref|NR_029297.1 


ae 


ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; 
ref|NR_026359.1 
30 Peptoniphilus 


Legionella. 
ref|NR_026210.1 
03 3438261 Acinet 


aceae; Ahrensia 
ref|NR_025854.1 
34 Acidiphilium 


Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Peptoniphilus ivorii 
ivorii Bacteria; 


Peptoniphilus. 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 
ionellaceae; 


Acinetobacter 
obacter radioresistens 


Moraxellaceae; Acinetobacter. 
48 gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii 
netobacter lwoffii Bacteria; 
axellaceae; Acinetobacter. 
48 gi|219846616|ref|NR_026208.1| Acinetobacter junii 
1280 Acinetobacter junii Bacteria; 
axellaceae; Acinetobacter. 
48 gi|219846615|ref|NR_026207.1| Acinetobacter 
complete sequence 3441331 3442790 Acinetobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
48 gi|219846614|ref|NR_026206.1| Acinetobacter 
complete sequence 3442841 3444299 Acinetobacter 
Pseudomonadales; Moraxellaceae; Acinetobacter. 
48 gi|219846525|ref|NR_026117.1| Legionella feeleii 
3575389 3576854 Legionella feeleii Bacteria; 
ionellaceae; Legionella. 
48 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
eromonadaceae; Glaciecola. 
48 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
3797117 3798610 Cycloclasticus pugetii Bacteria; 


sticus. 
Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 
Psychrobacter 
6 Psychrobacter 
xellaceae; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 


Kocuria varians strain 


108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


240954 Bacteria_16S 120847 120801 1 47 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 


strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
240954 Bacteria_16S 123935 123889 1 47 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
240954 Bacteria_16S 134606 134560 1 47 gi| 265678973 |ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 


240954 Bacteria_16S 137552 137506 1 47 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

240954 Bacteria_16S 139111 139065 1 47 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
240954 Bacteria_16S 140640 140594 1 47 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
240954 Bacteria_16S 145158 145112 1 47 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

240954 Bacteria_16S 148066 148020 1 47 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 
240954 Bacteria_16S 163363 163317 1 47 gi| 265678954 |ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 


240954 Bacteria_16S 294573 294527 1 47 gi| 265678864 |ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

240954 Bacteria_16S 320199 320153 1 47 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

240954 Bacteria_16S 343428 343382 1 47 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

240954 Bacteria_16S 377760 377714 1 47 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
240954 Bacteria_16S 397638 397592 1 47 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 
240954 Bacteria_16S 420851 420805 1 47 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
240954 Bacteria_16S 422392 422346 1 47 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

240954 Bacteria_16S 428640 428594 1 47 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


240954 Bacteria_16S 489995 489949 1 47 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

240954 Bacteria_16S 509987 509941 1 47 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 


caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


240954 Bacteria_16S 569447 569401 1 47 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
240954 Bacteria_16S 573948 573902 1 47 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 


tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
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240954 Bacteria_16S 1453942 1453896 1 47 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
240954 Bacteria_16S 1458366 1458320 1 47 gi|224581414|ref|NR_027195.1| Arcanobacterium 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Arcanobacterium. 
240954 Bacteria_16S 1461359 1461313 1 47 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

240954 Bacteria_16S 1500824 1500778 1 47 gi|219846622|ref|NR_026214.1| Corynebacterium 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 
240954 Bacteria_16S 1536915 1536869 1 47 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 

texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
240954 Bacteria_16S 1556592 1556546 1 47 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
240954 Bacteria_16S 1558086 1558040 1 47 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
240954 Bacteria_16S 1577615 1577569 1 47 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
240954 Bacteria_16S 1603825 1603779 1 47 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
240954 Bacteria_16S 1626413 1626367 1 47 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 


240954 Bacteria_16S 1669154 1669108 1 47 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
240954 Bacteria_16S 1710355 1710309 1 47 gi|219878401|ref|NR_025540.1| Corynebacterium 


atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
240954 Bacteria_16S 1736184 1736138 1 47 gi|219878384|ref|NR_025523.1]| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
240954 Bacteria_16S 1739229 1739183 1 47 gi|219878382|ref|NR_025521.1| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
240954 Bacteria_16S 1799769 1799723 1 47 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
240954 Bacteria_16S 1805959 1805913 1 47 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 
240954 Bacteria_16S 1807497 1807451 1 47 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
240954 Bacteria_16S 1812079 1812033 1 47 gi| 219878328 |ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
240954 Bacteria_16S 1821288 1821242 1 47 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 
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ref|NR_025074.1 


; Microbacteriac 
ref|NR_024954.1 

2516115 251756 
nomycetales; Mic 


occineae 


quence 
ae; Acti 


ref 
lomo 
; Ce 
ref 
lomo 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref|NR_024849.1 

2654667 265613 
tales; Corynebac 


occineae 
occineae 


bacterin 


equence 
tinomyce 


NR_024785.1 
ria Bacteria 
Rothia. 
ref |NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref|NR_024746.1 
ence 279714 


occaceae 


occineae 


ial sequ 


es; Actinomy 


e 


fo} 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Brevibacterium 
9 Brevibacterium 


cineae; 


Arthrobacter luteolus 


luteolus Bacteria; 
e 


v 


Arthrobacter. 

Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Actinomyces 
7 Actinomyces 
mycineae; 


Streptomyces 
5 Streptomyces 


omycineae; 


Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Arthrobacter 

0 Arthrobacter 

rococcineae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Corynebacterium 
8 Corynebacterium 
terineae; 


Rothia aeria strain 
Actinobacteria; 


’ 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 


strain IFO 16238 


strain IFO 16235 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
240954 Bacteria_16S 2843609 2843563 1 47 gi| 219856895 |ref|NR_024714.1 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 284406 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomyc 
Streptomycetaceae; Kitasatospora. 

240954 Bacteria_16S 3044871 3044825 1 47 gi|219846892|ref|NR_026484.1 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 304530 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Rarobacteraceae; Rarobacter. 

240954 Bacteria_16S 3093079 3093033 1 47 gi|219846860|ref|NR_026452.1 


strain TA68 16S r 


240954 Bacteria_16S 


Crypt 
240954 Bacteria_16S 


osporangiaceae; Cryptosporangium. 
2839020 2838974 1 47 gi 
oc 


2840580 2840534 1 47 


gi 


ibosomal RNA, partial sequence 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
240954 Bacteria_16S 219856897 


16S ribosomal RNA, partial sequence 2839520 28410 


3092041 30935 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ref|NR_024717.1 


7 Mi 
ref 


crobacteriac 
NR_024716.1 


occineae 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Kitasatospora 
5 Kitasatospora 
ineae; 


Rarobacter 
9 Rarobacter 


ccineae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 


ococcineae; Micrococcaceae 
3120247 3120201 1 47 gi|219846842|ref|NR_026434.1 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 312059 


Corynebacterium 
3 Corynebacterium 


riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


240954 Bacteria_16S 


strain DSM 44267 


e; Corynebacterium. 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


240954 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


240954 Bacteria_16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


240954 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


240954 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


240954 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


240954 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


240954 Bacteria_16S 


strain 1A-C 16S r 


n DMMZ 2278 16S ribosomal RNA, partial s 


IBS B52218 16S ribosomal RNA, partial se 


S-8 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


ain CCUG 36622 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


train DSM 44291 16S ribosomal RNA, parti 
acteria; Actinobacteria; Actinobacterida 


e; Corynebacterium. 


23 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


240954 Bacteria_16S 


strain DSM 2062 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


240954 Bacteria_16S 


strain DSM 43852 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


240954 Bacteria_16S 


strain DSM 20119 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


240954 Bacteria_16S 


strain DSM 20138 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


240954 Bacteria_16S 


histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
240954 Bacteria_16S 


strain DSM 20116 


strain DSM 20115 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacteri 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


240954 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


240954 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


240954 Bacteria_16S 


strain DSM 20032 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


CC 29592 16S ribosomal RNA, partial sequ 
Actinobacteria; Actinobacteridae; Actin 
e; Corynebacterium. 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


240954 Bacteria_16S 


strain DSM 20550 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


240954 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


Micrococcaceae; Arthrobacter. 
240954 Bacteria_16S 


rain DSM 420 16S ribosomal RNA, complete 
cteria; Actinobacteria; Actinobacteridae 


3153274 3153228 1 47 gi| 219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
occineae 
3176152 3176106 1 47 gi| 219846804 


Actinomyc 


ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3179248 3179202 1 47 gi|219846802 


inomycet 


a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
3206566 3206520 1 47 gi| 219846784 


Corynebacterineae; C 


3208091 3208045 1 47 gi| 219846783 
1 sequen 
Actinomycetales; 


3214064 3214018 1 47 gi| 219846778 
al seque 
Actin 


3215589 3215543 1 47 gi|219846777 


Cory 


acteria; Actinobacteridae; Actinomycetal 
3311124 3311078 1 47 gi| 219846713 
ibosomal RNA, partial sequence 


3310081 33114 
occineae 
3394714 3394668 1 47 gi| 219846649 
6S ribosomal RNA, partial sequence 3393663 33951 


occineae 
3397726 3397680 1 47 gi| 219846647 
16S ribosomal RNA, partial sequence 3396701 33981 


occineae 
3402314 3402268 1 47 gi|219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
occineae 
3403853 3403807 1 47 gi| 219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
occineae 
3405383 3405337 1 47 gi|219846642 
tial sequence 
Act 


3406909 3406863 1 47 gi| 219846641 
16S ribosomal RNA, partial sequence 3405866 34073 


3415990 3415944 1 47 gi| 219846634 


3435019 3434973 1 47 gi| 219846620 


3454720 3454674 1 47 gi|219846607 
16S ribosomal RNA, partial sequence 3453662 34551 


3456249 3456203 1 47 gi| 219846606 
16S ribosomal RNA, partial sequence 3455187 34566 


3460793 3460747 1 47 gi| 219846602 


3463836 3463790 1 47 gi|219846600 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 


ref|NR_026412.1 


; Intrasporangia 
ref|NR_026396.1 

3175122 317658 
etales; Coryneba 


ref|NR_026394.1 
3178210 317953 
ales; Corynebact 


ref |NR_026376.1 
25 3207001 Coryne 


ref |NR_026375.1 
ce 3207052 320851 
Coryne 


ref|NR_026370.1 
nce 321302 
omycetales; Cory 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


ref|NR_026305.1 


; Bogoriellaceae 
ref|NR_026241.1 


; Brevibacteriac 
ref |NR_026239.1 


; Cellulomonadac 
ref|NR_026236.1 


; Micrococcaceae 
ref |NR_026235.1 


; Micrococcaceae 
ref|NR_026234.1 
340433 
inomycetales; Mi 


ref|NR_026233.1 


; Micrococcaceae 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref|NR_026212.1 
3433993 343537 
es; Corynebacter 


ref|NR_026199.1 


; Micrococcaceae 
ref|NR_026198.1 


; Micrococcaceae 
ref |NR_026194.1 
e 3459743 346121 
mycetales; Micro 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Corynebacterium 

0 Corynebacterium 

cterineae; 


Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter oxydans 


49 Arthrobacter oxydans Bacteria; 


; Arthrobacter. 
Arthrobacter ilicis 


85 Arthrobacter ilicis Bacteria; 


; Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 

crococcineae; 


Arthrobacter aurescens 


45 Arthrobacter aurescens Bacteria; 


; Arthrobacter. 
Cellulomonas humilata 

omonas humilata 

ulomonadaceae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 
Arthrobacter agilis 


68 Arthrobacter agilis Bacteria; 


; Arthrobacter. 
Arthrobacter 

0 Arthrobacter 

coccineae; 


ref |NR_026192.1 
346278 


Arthrobacter 
4 3464255 Arthrobacter 


polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


240954 Bacteria_16S 3468404 3468358 1 47 gi| 219846597 |ref|NR_026189.1 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 346735 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
Micrococcaceae; Arthrobacter. 

240954 Bacteria_16S 3469930 3469884 1 47 gi|219846596|ref|NR_026188.1 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
240954 Bacteria_16S 3503139 3503093 1 47 gi|219846574|ref|NR_026166.1 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 35035 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
240954 Bacteria_16S 3504667 3504621 1 47 gi|219846573|ref|NR_026165.1 
strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 35051 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
240954 Bacteria_16S 3506194 3506148 1 47 gi|219846572|ref|NR_026164.1 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 35066 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
240954 Bacteria_16S 3516844 3516798 1 47 gi| 219846565 |ref|NR_026157.1 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 35172 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
240954 Bacteria_16S 3518366 3518320 1 47 gi|219846564|ref|NR_026156.1 
strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 35187 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
240954 Bacteria_16S 3594755 3594709 1 47 gi|219846512|ref|NR_026104.1 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 359520 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 
240954 Bacteria_16S 3641710 3641664 1 47 gi|219846478|ref|NR_026070.1 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 364213 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Kitasatospora. 

240954 Bacteria_16S 3903346 3903300 1 47 gi| 219846293 |ref|NR_025883.1 


strain IFO 15965 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiacea 
240954 Bacteria_16S 4024267 4024221 1 47 gi| 219846207 |ref|NR_025797.1 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 40246 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
240954 Bacteria_16S 4054494 4054448 1 47 gi|219846184|ref|NR_025774.1 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
240954 Bacteria_16S 4113462 41134161 47 gi|219846142|ref|NR_025732.1 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 411388 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Brevibacterium. 

240954 Bacteria_16S 4121016 41209701 47 gi| 219846137 |ref|NR_025727.1 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
240954 Bacteria_16S 4125636 4125590 1 47 gi|219846133|ref|NR_025723.1 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
240954 Bacteria_16S 4200604 4200558 1 47 gi| 219846075 |ref|NR_025665.1 


strain CA15-8 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3902319 39037 


4199561 42010 


31 Arthrobacter 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 
e: 


Arthrobacter. 
Brevibacterium linens 


v 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Clostridium 

3 Clostridium 

ostridium. 
Kitasatospora 

0 Kitasatospora 

omycineae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Brevibacterium 

5 Brevibacterium 

eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Kocuria marina strain 
ia; Actinobacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Lactobacillus perolens 
perolens Bacteria; 


Burkholderia 
Burkholderia 
lderiaceae; 


Clostridium 
idium orbiscindens 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
240954 Bacteria_16S 5608 5563 1 46 gi|265679060|ref|NR_029368.1 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
240954 Bacteria_16S 7069 7024 1 46 gi|265679059|ref|NR_029367.1 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
240954 Bacteria_16S 8527 8482 1 46 gi|265679058|ref|NR_029366.1 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
240954 Bacteria_16S 17578 17533 1 46 gi|265679052|ref|NR_029360.1 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240954 Bacteria_16S 20695 20650 1 46 gi|265679050|ref|NR_029358.1 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
Burkholderia; Burkholderia cepacia complex. 

240954 Bacteria_16S 23742 23697 1 46 gi|265679048|ref|NR_029356.1 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
240954 Bacteria_16S 25333 25288 1 46 gi| 265679047 |ref|NR_029355.1 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 


Clostridium 
Clostridium 


methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


240954 Bacteria_16S 26802 26757 1 46 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 31435 31390 1 46 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

240954 Bacteria_16S 32955 32910 1 46 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

240954 Bacteria_16S 40271 40226 1 46 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

240954 Bacteria_16S 47898 47853 1 46 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

240954 Bacteria_16S 52586 52541 1 46 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

240954 Bacteria_16S 54194 54149 1 46 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
240954 Bacteria_16S 55624 55579 1 46 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

240954 Bacteria_16S 57127 57082 1 46 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

240954 Bacteria_16S 58628 58583 1 46 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

240954 Bacteria_16S 60145 60100 1 46 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

240954 Bacteria_16S 61693 61648 L 46 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

240954 Bacteria_16S 63163 63118 1 46 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
240954 Bacteria_16S 64671 64626 1 46 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

240954 Bacteria_16S 67701 67656 1 46 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

240954 Bacteria_16S 69230 69185 1 46 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

240954 Bacteria_16S 75298 75253 1 46 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

240954 Bacteria_16S 76674 76629 1 46 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

240954 Bacteria_16S 79577 79532 1 46 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

240954 Bacteria_16S 81080 81035 1 46 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

240954 Bacteria_16S 84146 84101 1 46 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

240954 Bacteria_16S 87173 87128 1 46 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

240954 Bacteria_16S 90108 90063 1 46 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 


hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 


Thermodesulfobacterium. 


240954 Bacteria_16S 94760 94715 1 46 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240954 Bacteria_16S 97896 97851 1 46 gi| 265678998 |ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

240954 Bacteria_16S 99406 99361 1 46 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 

240954 Bacteria_16S 100938 100893 1 46 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

240954 Bacteria_16S 102504 102459 1 46 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

240954 Bacteria_16S 105546 105501 1 46 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 


Bacteria; Firmicutes; 
240954 Bacteria_16S 
strain HQgoel 16S 


Clostridia; 
113129 113084 1 
ribosomal RNA, partial sequence 


46 


Thermoanaerobacterale 


Ss; 


gi| 26567898 


112043 11359 


Thermoanaerobacteraceae; 


7|ref|NR_029295.1 


Thermoanaerobacter. 
Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

240954 Bacteria_16S 119346 119301 1 46 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

240954 Bacteria_16S 122452 122407 1 46 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
240954 Bacteria_16S 136094 136049 1 46 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

240954 Bacteria_16S 142147 142102 1 46 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

240954 Bacteria_16S 143631 143586 1 46 gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

240954 Bacteria_16S 151134 151089 1 46 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 152688 152643 1 46 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 154242 154197 1 46 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

240954 Bacteria_16S 155808 155763 1 46 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 157365 157320 1 46 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
240954 Bacteria_16S 164982 164937 1 46 gi|265678953|ref|NR_029261.1 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactoba 
240954 Bacteria_16S 178653 178608 1 46 gi| 265678944 |ref|NR_029252.1 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromo 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
240954 Bacteria_16S 180131 180086 1 46 gi| 265678943 |ref|NR_029251.1 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Meth 
Methylococcus. 

240954 Bacteria_16S 181627 181582 1 46 gi| 265678942 |ref|NR_029250.1 


Lactobacillus 
Lactobacillus 
cillus. 

Aeromonas punctata 
nas punctata Bacteria; 


Methylococcus 
Methylococcus 


ylococcaceae; 


Clostridium 


proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 


Bacteria; Firmicutes; C 


lostridia; Clostridiales; 


Clostridiaceae; 


Clostridium. 


240954 Bacteria_16S 183163 183118 1 46 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 


strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 184730 184685 1 46 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 187849 187804 1 46 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 189401 189356 1 46 gi| 265678937 |ref|NR_029245.1| Clostridium 


aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
240954 Bacteria_16S 190926 190881 1 46 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
240954 Bacteria_16S 193946 193901 1 46 gi|265678934|ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 
Methylococcaceae; Methylobacter. 
240954 Bacteria_16S 195457 195412 1 46 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 


240954 Bacteria_16S 196967 196922 1 46 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
strain A30 16S ribosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

240954 Bacteria_16S 198437 198392 1 46 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 200070 200025 1 46 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 


acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 
240954 Bacteria_16S 206320 206275 1 46 gi| 265678926 |ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
240954 Bacteria_16S 207856 207811 1 46 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 210961 210916 1 46 gi|265678922|ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 212517 212472 1 46 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
240954 Bacteria_16S 220269 220224 1 46 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 19184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
240954 Bacteria_16S 224750 224705 1 46 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 


iS} 


240954 Bacteria_16S 235274 235229 1 46 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

240954 Bacteria_16S 236910 236865 1 46 gi|265678904|ref|NR_029212.1| Burkholderia 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

240954 Bacteria_16S 238492 238447 1 46 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

240954 Bacteria_16S 240039 239994 1 46 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 
240954 Bacteria_16S 241625 241580 1 46 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 


240954 Bacteria_16S 244797 244752 1 46 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

240954 Bacteria_16S 249347 249302 1 46 gi| 265678896 |ref|NR_029204.1| Microvirgula 


aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 


aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Microvirgula. 


240954 Bacteria_16S 


strain Benl02 16S 


240954 Bacteria_16S 


strain Benl104 16S 


240954 Bacteria_16S 
kaplicensis strai 
kaplicensis Bacte 


Amaricoccus. 


240954 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


250845 250800 1 46 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 
252327 252282 1 46 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 
253802 253757 1 46 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
n Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
255277 255232 1 46 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 
258301 258256 1 46 gi|265678890|ref|NR_029198.1| Moorella glycerini 


240954 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


240954 Bacteria_16S 


strain 166 16S ri 


polysaccharolytic 


Thermoanaerobacterales; Thermoanaerobacterales Family III. Incert 
240954 Bacteria_16S 273246 273201 1 46 gi| 265678878 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizo 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
240954 Bacteria_16S 280836 280791 1 46 gi| 265678873 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Des 
Geobacter. 

240954 Bacteria_16S 282322 282277 1 46 gi| 265678872 
strain W 1471 16S ribosomal RNA, partial sequence 281272 28276 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacteriu 
240954 Bacteria_16S 285454 285409 1 46 gi| 265678870 


rhabdoformis stra 
Bacteria; Proteob 


240954 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


240954 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


240954 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


240954 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


240954 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


strain Illinois 1 
Proteobacteria; A 


240954 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


240954 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


240954 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


6S ribosomal RNA, 
ridia; Thermoanaerobacterales; 
261154 261109 1 46 
bosomal RNA, partial sequence 


gi 


270229 270184 1 46 gi 


in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
286903 286858 1 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
289904 289859 1 46 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
291516 291471 1 46 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
299047 299002 1 46 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
302069 302024 1 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
303588 303543 1 46 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
306684 306639 1 46 gi 


lphaproteobacteria; Rickettsiales; Ana 
308271 308226 1 46 gi 
S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
309788 309743 1 46 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Rumino 
312819 312774 1 46 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 


240954 Bacteria_16S 


strain 2678 16S r 


315823 315778 1 46 gi 
ibosomal RNA, partial sequence 


complete sequence 257219 25873 
Thermoa 


260171 26154 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
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um strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


285875 28729 


290399 29196 
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complete sequence 307188 30872 
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acterales; 
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265678867 
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caligenace 

265678866 
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equence 
roplasmata 
265678859 


265678858 


elotrichac 
265678856 


plasmatace 
265678855 


mamonadace 
265678854 
30877 
coccaceae; 
265678852 
equence 
ylococcus. 
265678850 


race 
ref 


ae; Moorella 
NR_029195.1 


hizo 
ref 
uenc 


bium/Agrobac 
NR_029186.1 
e 269183 


ae Sedis; Thermo 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029179.1 

279814 281221 
ulfuromonadales; 


ref|NR_029178.1 
m. 
ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029175.1 


ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029172.1 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Thermoanaerobacterium 
270620 


anaerobacterium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Geobacter 

Geobacter 
Geobacteraceae; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Desulfobulbus 

obulbus rhabdoformis 
e; Desulfobulbus. 
Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Bordetella holmesii 
ella holmesii Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


ref|NR_029167.1] Anaeroplasma 

298000 299445 Anaeroplasma 
les; Anaeroplasmataceae; Anaeroplasma. 
ref|NR_029165.1| Mycoplasma pirum 
2 Mycoplasma pirum Bacteria; 
ref|NR_029164.1| Clostridium innocuum 
7 Clostridium innocuum Bacteria; 
eae. 
ref|NR_029162.1| Neorickettsia risticii 
7 Neorickettsia risticii Bacteria; 
ae; Neorickettsia. 
ref|NR_029161.1| Comamonas testosteroni 
3  Comamonas testosteroni Bacteria; 
ae; Comamonas. 
ref|NR_029160.1| Ruminococcus callidus 
4 310144 Ruminococcus callidus 
Ruminococcus. 
ref|NR_029158.1| Staphylococcus 

311738 313264 Staphylococcus 
ref|NR_029155.1| Rickettsia canadensis 


314818 316231 Rickettsia canadensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 


group. 


240954 Bacteria_16S 317287 317242 1 46 gi| 265678849 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 31628 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 

240954 Bacteria_16S 318778 318733 1 46 gi| 265678848 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequen 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; 

240954 Bacteria_16S 321782 321737 1 46 gi| 265678846 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 

thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; 

240954 Bacteria_16S 332743 332698 1 46 gi| 265678839 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete se 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaero 
Moorella group; Moorella. 

240954 Bacteria_16S 340524 340479 1 46 gi| 265678831 


strain S-182 16S 
Firmicutes; Lacto 


240954 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


240954 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


240954 Bacteria_16S 
in Logan B4029 16S ribosomal RNA, part 


borstelensis stra 
borstelensis Bact 


240954 Bacteria_16S 


strain MB312 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
240954 Bacteria_16S 


strain 941 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
240954 Bacteria_16S 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
240954 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 


strain YIM 70081 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


240954 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


240954 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


240954 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


240954 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


240954 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


240954 Bacteria_16S 


strain PL7HG1 16S 


ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
342015 341970 1 46 


Pediococ 
gi 


acteria; Gammaproteobacteria; Thiotric 
346552 346507 1 46 gi 
osomal RNA, partial sequence 
lales; Paenibacillaceae; 
348021 347976 1 


46 gi 


Paenibac 
gi 


Firmicutes; Bacillales; 
352369 352324 1 46 
ribosomal RNA, partial sequence 


eria; 


353829 353784 1 46 
bosomal RNA, partial sequence 


gi 


355288 355243 1 46 
ribosomal RNA, partial sequence 


gi 


356768 356723 1 46 
ribosomal RNA, partial sequence 
Sphingomonadales; 
359719 359674 1 46 gi 


gi 


361265 361220 1 46 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


364243 364198 1 46 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
371679 371634 1 46 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


373177 373132 1 46 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


376194 376149 1 46 gi 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 
382324 382279 1 46 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


383836 383791 1 46 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


240954 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


240954 Bacteria_16S 


effusa strain AP1 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


385417 385372 1 46 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
386979 386934 1 46 gi 
03 16S ribosomal RNA, partial sequence 


gi 


339450 34088 


-110 16S ribosomal RNA, partial sequen 


345474 34689 
Brevibacillus. 


351363 35277 
Rhodo 


352821 35423 
Hypho: 


354284 35569 
Hypho: 


355741 357 


16S ribosomal RNA, partial sequence 358665 360 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
240954 Bacteria_16S 


382807 38428 


384340 38587 


cus. 

265678830 
ce 34093 
hales; Pis 
265678827 


265678826 
ial sequen 
illaceae; 
265678823 


biaceae; R 
265678821 


microbiace 
265678820 


microbiace 
265678818 
15 
Sphingomon 
265678815 
15 
ococcineae 
265678814 
sequence 
Actinomyc 


265678812 
ence 36326 
terales; C 
265678807 
quence 
eria; Rhod 
265678806 
quence 
teria; Sph 
265678804 
sequence 

cillaceae; 
265678800 
sequence 
cteria; Rh 
265678799 


rhizobiace 
265678798 


seudomonad 


ref 


e; Ricketts 
ref 
ce 317746 3 


Rhizobiales 


Baci 

ref 
quen 
bact 


ce 
erales; 


ref 


ref 
6 342344 H 
cirickettsi 
ref 


ref 
ce 346943 3 
Brevibacill 
ref 


hodo 
ref 


bium. 


ae; 
ref 


Rhodopl 


ae; 
ref 


Rhodopl 


adac 
ref 


eae; 


Micrococc 


360205 3 
etales; Mic 


ref 
4 364685 P 
aulobactera 
ref 

370665 3 
obacterales 


nibacil 


381306 3 
izobiales; 


ref 


ae; 
ref 


Bradyrh 


aceae; Pseu 


265678797 


ref 


NR_029154.1 
2 317695 Ricket 


NR_029153.1 


NR_029136.1 
5 Pediococcus parvulus Bacteria; 


NR_029135.1 


NR_029132.1 
2 Brevibacillus 


NR_029131.1 


NR_029128.1 
0 Rhodobium orientis Bacteria; 


NR_029126.1 
3 Rhodoplanes roseus Bacteria; 


NR_029125.1 
0 Rhodoplanes elegans Bacteria; 


NR_029123.1 


7 Sphingopyxis 
Sp 
NR_029120.1 
4 Nesterenkonia 


1191 


NR_029117.1 


NR_029111.1 


NR_029105.1 


NR_029104.1 
9 Bradyrhizobium betae Bacteria; 


NR_029103.1 
0 Pseudomonas lutea Bacteria; 


NR_029102.1 


ieae; 


19177 
Bar 


v 


ydro 
acea 


g 


4836 
us. 


1 


anes. 
anes. 
hingo 
acea 


6 
r 


166 
oco 


5 
c 


h 
c 


A: 


7 8 


fo} 


73610 
es; S 


76646 
lus. 


82756 
Phyll 


izobi 


domon 


e: 


e: 


Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Bartonella vinsonii 

Bartonella vinsonii 
tonellaceae; Bartonella. 

Bacillus 

Bacillus 


Moorella 
333194 Moorella 
moanaerobacteraceae; 


Pediococcus parvulus 


Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Brevibacillus reuszeri 
reuszeri Bacteria; 


’ 


Brevibacillus 
Brevibacillus 
Rhodobium orientis 
Rhodoplanes roseus 


Rhodoplanes elegans 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 

Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


v 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Sphingomonas 
Sphingomonas 


phingomonadaceae; 


Paenibacillus 
Paenibacillus 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Bradyrhizobium betae 


um. 
Pseudomonas lutea 


as. 


Hydrocarboniphaga 


385921 387397 Hydrocarboniphaga effusa 


Sinobacteraceae; Hydrocarboniphaga. 


240954 Bacteria_ 


strain RV-12x 16S 
Clost 


Firmicutes; 
240954 Bacteria_ 


taiwanensis strai 
Proteob 


Bacteria; 
240954 Bacteria_ 


massiliensis stra 
massiliensis Bact 
240954 Bacteria_16S 


strain AIP 354.02 
Firmicutes; 


Bacteria; 


strain XILO8 16S 


Clost 
240954 Bacteria_16S 
multivorans strai 
Firmicu 
240954 Bacteria_16S 


16S 388485 388440 1 46 


ribosomal RNA, partial sequence 


ribosomal RNA, complete sequence 


gi 
38 


265678796 
7448 38884 


405881 40739 


ref 


NR_029101.1 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


ridia; Clostridiales; Veillonellaceae; Veillonella. 
16S 391557 391512 1 46 gi|265678794|ref|NR_029099.1| Chitinimonas 
n cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
16S 393146 393101 1 46 gi|265678793|ref|NR_029098.1| Paenibacillus 
in 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
394640 394595 1 46 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Oribacterium. 
396130 396085 1 46 gi|265678791|ref|NR_029096.1| Tenuibacillus 
n 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
tes; Bacillales; Bacillaceae; Tenuibacillus. 
406934 406889 1 46 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

240954 Bacteria_16S 411620 411575 1 46 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240954 Bacteria_16S 416355 416310 1 46 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
240954 Bacteria_16S 417845 417800 1 46 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
240954 Bacteria_16S 423975 423930 1 46 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 427098 427053 1 46 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

240954 Bacteria_16S 430185 430140 1 46 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

240954 Bacteria_16S 431692 431647 1 46 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

240954 Bacteria_16S 433289 433244 1 46 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

240954 Bacteria_16S 439498 439453 1 46 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

240954 Bacteria_16S 445621 445576 1 46 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

240954 Bacteria_16S 447151 447106 1 46 gi|265678757|ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

240954 Bacteria_16S 448683 448638 1 46 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

240954 Bacteria_16S 453315 453270 1 46 gi| 265678752 |ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

240954 Bacteria_16S 454914 454869 1 46 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

240954 Bacteria_16S 456474 456429 1 46 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

240954 Bacteria_16S 457973 457928 1 46 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

240954 Bacteria_16S 459425 459380 1 46 gi|265678745|ref|NR_029050.1| Pseudomonas 


palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 


458401 459808 Pseudomonas 


palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
240954 Bacteria_ 


240954 Bacteria_ 
strain AU476 16S 
240954 Bacteria_ 


240954 Bacteria_ 


240954 Bacteria_ 


phoeniculicola st 
phoeniculicola Ba 


240954 Bacteria_ 


parakefiri strain 
parakefiri Bacter 


240954 Bacteria_ 


acidaminovorans s 
acidaminovorans B 


240954 Bacteria_ 


kerguelensis stra 
kerguelensis Bact 


Arthrobacter. 
240954 Bacteria_ 


gangotriensis str 
gangotriensis Bac 
Micrococcaceae; Arthrobacter. 
240954 Bacteria_16S 
halichoeri strain 
halichoeri Bacter 
240954 Bacteria_16S 
defluvii strain B 
Proteob 
240954 Bacteria_16S 


Bacteria; 


strain BSB 41.8 1 
Proteobacteria; 


Firmicutes; 


B 
240954 Bacteria_16S 
strain Sd/3 16S r 
Bacil 
240954 Bacteria_16S 
coryniformis subs 


16S 463937 463892 1 46 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
16S 465447 465402 1 46 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 
16S 468451 468406 1 46 gi|265678739|ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
16S 471522 471477 1 46 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
16S 474676 474631 1 46 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
16S 476213 476168 1 46 gi|265678734|ref|NR_029039.1| Lactobacillus 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 483755 483710 1 46 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
train srl15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
16S 494648 494603 1 46 gi|265678722|ref|NR_029027.1| Arthrobacter 
in KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
16S 496153 496108 1 46 gi|265678721|ref|NR_029026.1| Arthrobacter 
ain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
497681 497636 1 46 gi|265678720|ref|NR_029025.1| Streptococcus 
M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

499254 499209 1 46 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
SB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

500806 500761 1 46 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
6S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

502389 502344 1 46 gi|265678717|ref|NR_029022.1| Bacillus indicus 
ibosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
lales; Bacillaceae; Bacillus. 

508521 508476 1 46 gi|265678713|ref|NR_029018.1| Lactobacillus 
p- torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


240954 Bacteria_16S 511481 511436 1 46 gi| 265678711 
strain Tf 16S ribosomal RNA, partial sequence 510382 51190 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

240954 Bacteria_16S 513025 512980 1 46 gi| 265678710 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae 
240954 Bacteria_16S 514464 514419 1 46 gi| 265678709 
strain CS1 16S ribosomal RNA, partial sequence 513446 51481 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
240954 Bacteria_16S 525150 525105 1 46 gi| 265678702 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 52414 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

240954 Bacteria_16S 526696 526651 1 46 gi| 265678701 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxyb 
240954 Bacteria_16S 532752 532707 1 46 gi| 265678697 


strain IDA1967 16 
Firmicutes; Bacil 


240954 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


240954 Bacteria_16S 


Lactobacillus. 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
537363 537318 1 46 
osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 


gi 


531745 53318 


536318 53780 


265678694 


tiliaceae; 


540410 540365 1 46 gi 


ref 


ref 


uo 


8t 
ref 
ref 
neba 
ref 
acil 
ref 
ref 


Cam 


265678692 


11957 51 


3 Lactobacillus 


6 525550 Coryn 


525601 52714 


2 Caminibacter 


NR_029016.1 


NR_029015.1 
3395 
reptococcus. 
NR_029014.1 


NR_029007.1 
e 
cterineae; C 
NR_029006.1 
1 
lus. 
NR_029002.1 


NR_028999.1 


inibacter. 


ref 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Streptococcus 
Streptococcus 


Lactobacillus rossiae 
rossiae Bacteria; 


Corynebacterium 
bacterium ciconiae 


orynebacteriaceae; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Caminibacter profundus 


profundus Bacteria; 


NR_028997.1 


Subdoligranulum 


variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Subdoligranulum. 


Bacteria; Firmicu 


tes; Clostridia; Clostridiales; Rumino 


coccaceae; 


240954 Bacteria_16S 
nepalensis strain 


Bacteria; 


Roseomonas. 


240954 Bacteria_16S 
albertensis strain DSM 14366 16S ribosomal RNA, partial 
albertensis Bacteria; 


Acidithiobacillus. 


240954 Bacteria_16S 


541932 541887 1 46 gi 


Bacillales; Staphylococcus. 


555715 555670 1 46 gi 


557257 557212 1 46 gi 


558801 558756 1 46 gi 


560313 560268 1 46 
ribosomal RNA, partial sequence 


gi 


561850 561805 1 46 gi 


563424 563379 1 46 gi 


265678691 
CW1 16S ribosomal RNA, partial sequence 
Firmicutes; 
240954 Bacteria_16S 

strain P 513/19 1 


265678682 
6S ribosomal RNA, partial sequence 554659 55615 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
240954 Bacteria_16S 
strain P 527/13 1 


265678681 
6S ribosomal RNA, partial sequence 556201 55769 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
240954 Bacteria_16S 
strain P 538/23 1 


265678680 
6S ribosomal RNA, partial sequence 557743 55923 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
240954 Bacteria_16S 
strain 173-96 16S 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
240954 Bacteria_16S 
ludipueritiae strain 170-96 16S ribosomal RNA, partial 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; 


265678679 
559287 56077 
Acetobacte 
265678678 
sequence 


265678677 


54086 


ref|NR_028996.1| Staphylococcus 
2 542331 Staphylococcus nepalensis 
ref|NR_028987.1| Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 
Pseudomonas. 
ref|NR_028986.1| Pseudomonas 
2 Pseudomonas poae Bacteria; 
Pseudomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
Pseudomonas. 

ref|NR_028984.1| Roseomonas rosea 

1 Roseomonas rosea Bacteria; 

raceae; Roseomonas. 

ref |NR_028983.1] Roseomonas 

560822 562307 Roseomonas 


poae 


Rhodospirillales; Acetobacteraceae; 


ref|NR_028982.1| Acidithiobacillus 


Proteobacteria; 


564933 564888 1 


46 


strain LV3 16S ribosomal RNA, partial sequence 


valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
240954 Bacteria_16S 582946 582901 1 46 gi| 265678664 
strain LF13 16S ribosomal RNA, partial sequence 581868 58337 
Caldithrix. 

240954 Bacteria_16S 585931 585886 1 46 gi| 265678662 


strain V2-BIII-A2 
Firmicutes; 


Firmicutes; 


590398 590353 1 46 gi| 265678659 

strain 3WC2 16S ribosomal RNA, partial sequence 589361 59079 
Clostridiales; Clostridiaceae; Clostridiu 

593434 593389 1 46 gi| 265678657 


hassiacum strain 
Bacteria; 


240954 Bacteria_16S 607005 606960 1 46 gi| 265678647 
picturae strain R-5321 16S ribosomal RNA, partial sequence 60592 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

240954 Bacteria_16S 610077 610032 1 46 gi| 265678645 


psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 
Planococcaceae; P 
265678639 


psychrophilum Bac 


240954 Bacteria_16S 


aerolatum strain 


Microbacterium. 


240954 Bacteria_16S 


hydrogeniphilus s 


strain CE2105 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
240954 Bacteria_16S 


strain Muenster 2 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
240954 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; 


576938 576893 1 


46 


Gammaproteobacteria; Acidit 


gi 


563902 56532 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
240954 Bacteria_16S 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequenc 


gi 


sequence 


265678676 


265678668 


562358 563851 
hiobacillales; 


Acidithiobacillus 


Acidithiobacillaceae; 


Bacillales; 
240954 Bacteria_16S 

strain Ppe8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
240954 Bacteria_16S 


Clostridia; 
240954 Bacteria_16S 
W-51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 
prausnitzii Bacteria; 
240954 Bacteria_16S 
strain BCH 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 


Clostridia; 


16S ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 


588961 588916 1 46 gi 


594991 594946 1 46 gi 
Firmicutes; Clostridia; 
597916 597871 1 


46 gi 


teria; Firmicutes; Bacillales; 


619341 619296 1 46 gi 


620798 620753 1 46 gi 


629900 629855 1 46 
ribosomal RNA, partial sequence 


gi 


631409 631364 1 46 gi 
000 16S ribosomal RNA, partial sequence 


632914 632869 1 46 
ribosomal RNA, partial sequence 
Clostridiales; 


gi 


265678660 
587905 58931 


Sphingomonadales; 
265678656 


Clostridiales; 
265678654 
596871 59824 
matiaceae; 


V-73 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678638 
train AM1116 16S ribosomal RNA, partial sequence 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; 

240954 Bacteria_16S 265678631 
628893 63029 
Rhodospiri 


265678630 


265678629 
631874 633351 Acetobacterium tundrae Bacteria; 
Eubacteriaceae; Acetobacterium. 


58488 


59240 


Rumi 


61837 
Micr 


63034 
Micr 


ref|NR_028981.1| Rhodoglobus vestalii 
7 Rhodoglobus vestalii Bacteria; 

; Microbacteriaceae; Rhodoglobus. 

ref |NR_028973.1| Acidovorax 

e 575863 577354 Acidovorax 
olderiales; Comamonadaceae; Acidovorax. 
ref|NR_028969.1| Caldithrix abyssi 

1 Caldithrix abyssi Bacteria; 
ref|NR_028967.1| Bacillus barbaricus 


8 586308 Bacillus barbaricus Bacteria; 


ref|NR_028965.1| Burkholderia tropica 
0 Burkholderia tropica Bacteria; 
ceae; Burkholderia. 


ref|NR_028964.1| Clostridium colicanis 
5 Clostridium colicanis Bacteria; 

m. 

ref |NR_028962.1| Novosphingobium 


8 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 
ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 
nococcaceae; Faecalibacterium. 
ref|NR_028959.1| Thiobaca trueperi 
0 Thiobaca trueperi Bacteria; 
Thiobaca. 


ref |NR_028952.1| Oceanobacillus 

0 607435 Oceanobacillus picturae 

ref|NR_028950.1| Planomicrobium 
609006 610485 Planomicrobium 

lanomicrobium. 

ref|NR_028944.1| Microbacterium 


1 619715 Microbacterium aerolatum 
ococcineae; Microbacteriaceae; 

ref |NR_028943.1| Caminibacter 

19766 621178 Caminibacter 
Nautiliales; Nautiliaceae; Caminibacter. 
ref|NR_028936.1| Roseospira marina 

8 Roseospira marina Bacteria; 

llaceae; Roseospira. 

ref |NR_028935.1| Kytococcus schroeteri 
9 631823 Kytococcus schroeteri 
ococcineae; Dermacoccaceae; Kytococcus. 


a 


ref|NR_028934.1| Acetobacterium tundrae 


240954 Bacteria_1 
rhizophila strain 
Proteob 
240954 Bacteria_1 
strain 520-20 16S 
G 
240954 Bacteria_1 


Bacteria; 


Proteobacteria; 


strain CMS90 16S 


6S 639037 638992 1 46 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
6S 640602 640557 1 46 gi 
ribosomal RNA, complete sequence 


e 
n 


265678625 


265678624 
639529 64105 


ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028929.1 


nce 63798 
adales; X 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
6S 646840 646795 1 46 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

240954 Bacteria_16S 648372 648327 1 46 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

240954 Bacteria_16S 649861 649816 1 46 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

240954 Bacteria_16S 651334 651289 1 46 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

240954 Bacteria_16S 652726 652681 1 46 gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 654184 654139 1 46 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

240954 Bacteria_16S 658705 658660 1 46 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 


strain L1-92 16S 
Firmicutes; 


pinnipedialis Bac 


240954 Bacteria_16S 
odorimutans strai 
odorimutans Bacte 


Anaerovorax. 


240954 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


240954 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


240954 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


240954 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


240954 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


240954 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


240954 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


240954 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


240954 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


240954 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


240954 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


240954 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


Clost 
240954 Bacteria_16S 
pinnipedialis str 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
661733 661688 1 46 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
664755 664710 1 46 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


it: 
a 


q 
a 


667814 667769 1 46 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
672371 672326 1 46 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


n 
r 


i 
°. 


676973 676928 1 46 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
681497 681452 1 46 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
682902 682857 1 46 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
684333 684288 1 46 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

685869 685824 1 46 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
687435 687390 1 46 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
688989 688944 1 46 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
698122 698077 1 46 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
699641 699596 1 46 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
701079 701034 1 46 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 


gi 


a 


e 


e 


Cc 
c 
a 
a 


e 
r 


n 
aol 


m. 


Paenibacillus. 


657665 65912 


265678608 


265678606 


265678604 


265678601 


265678598 
675861 67745 


265678595 
680477 68183 


265678594 
265678593 
683287 68472 
265678592 
265678591 
265678590 
265678584 
265678583 


698584 69993 


265678582 ea 
699985 701422 Paenibacillus odorifer Bacteria; 


Anaerostipes. 
ref 


nce 


NR_028913.1 
ial seque 660668 
coccus. 
NR_028911.1 
5 


y 


uence 
les; Clos iales Famil 
ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref|NR_028906.1 
ce 671276 672778 


Pseudomonadales 


ce 66678 
illales; 


al sequen 
bacteria; 


ref|NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_028900.1 


e; Anaero 


Neisseria. 
ref|NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref|NR_028898.1 


riaceae; 


68188 
riaceae; 


lostridium. 
ref|NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_028888.1 


e 68477 
cterales; 


68634 
cterales; 


quence 
ia; Desul 


ce 69711 


erales; C 


Thi 
ref 


atiaceae; ocystis. 


NR_028887.1 


0 Anaerostipes caccae Bacteria; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Pseudomonas 
Pseudomonas 
Pseudomonadaceae; 


, 


, 


Anaerobaculum mobile 
mobile Bacteria; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 
osarcina cetonica 

eae; Desulfosarcina. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Paenibacillus odorifer 


240954 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


240954 Bacteria_16S 
6S ribosomal RNA, partial sequence 702960 70436 
ammaproteobacteria; Chromatiales; Chro 


strain ThSch 12 1 
Proteobacteria; G 


240954 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


240954 Bacteria_16S 


strain TH-3 16S r 


marismortui strai 
Bacteria; Firmicu 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


240954 Bacteria_16S 
HR3-23 16S ribosomal RNA, partial seq 
Planococca 


silvestris strain 
silvestris Bacter 


240954 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


240954 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


histaminiformans 
histaminiformans 


240954 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


strain MDA5527 16 
Proteobacteria; A 


240954 Bacteria_16S 


strain 3-p 16S ri 
Proteobacteria; A 


240954 Bacteria_16S 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
240954 Bacteria_16S 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
240954 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


respiraculi strai 
respiraculi Bacte 


strain Al 16S rib 
Proteobacteria; B 


240954 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


240954 Bacteria_16S 
in NEMla 16S ribosomal RNA, partial se 
Paenibac 


nematophilus stra 
nematophilus Bact 


240954 Bacteria_16S 


strain J1 16S rib 
Proteobacteria; A 


240954 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


240954 Bacteria_16S 
in PPC79 16S ribosomal RNA, partial se 
Car 


suicloacalis stra 
suicloacalis Bact 


240954 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


702566 702521 1 46 gi| 265678581 
ribosomal RNA, partial sequence 701473 70290 
lales; Paenibacillaceae; Paenibacillus. 

704035 703990 1 46 gi| 265678580 


706839 706794 1 46 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
715943 715898 1 46 gi 
ibosomal RNA, partial sequence 


gi 


719127 719082 1 
n 123 16S ribosomal RNA, 


46 gi 


720642 720597 1 46 gi 


731383 731338 1 46 gi 

Firmicutes; Bacillales; 
732946 732901 1 

1 RNA, partial sequence 

ia; Chromatiales; 


734369 734324 1 


ia; 
46 gi 
Chromatiaceae; 


46 gi 


735903 735858 1 46 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; 
739028 738983 1 46 

P6-12 16S ribosomal RNA, 


gi 


742073 742028 1 46 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
743566 743521 1 46 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
754761 754716 1 46 gi 


gi 


757875 757830 1 46 gi 


759376. 759331 1 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
760930 760885 1 46 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
762349 762304 1 46 


46 gi 


gi 


gi 


Firmicutes; 
768464 768419 
osomal RNA, partial 
lphaproteobacteria; Rhizobiales; 
771554 771509 1 46 

S ribosomal RNA, partial sequence 


Bacillales; 
1 46 
sequence 


eria; 
gi 


gi 


773125 773080 1 46 gi 
Firmicutes; Lactobacillales; 
776279 776234 1 46 
ibosomal RNA, partial sequence 


bacillales; Streptococcaceae; 


eria; 
gi 


240954 Bacteria_16S 


782417 782372 1 46 gi 


705889 70720 


714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
240954 Bacteria_16S 
complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
240954 Bacteria_16S 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


731878 733268 Thioc 
Thioc 


4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
240954 Bacteria_16S 


Clos 
complete sequ 
acteria; Betaproteobacteria; Burkholde 


240954 Bacteria_16S 
741046 74252 


742578 74395 


758305 75981 
Neiss 


759866 76120 
Neiss 


767437 76891 
Hypho: 


770475 77198 
ammaproteobacteria; Pseudomonadales; P 


775183 77669 
Streptoc 


matiaceae; 
265678578 


Dorea. 
265678571 


obacteriac 
265678569 
ence 71801 
illus. 

265678568 
1 sequence 
eria; Caul 


265678561 
uence 

ceae; Soli 
265678560 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678558 
sequence 

tridiales; 
265678555 
ence 73794 
riales; Ox 
265678553 


Acetobacte 
265678551 


Rhodospiri 
265678543 
ence 75371 
cteriales; 
265678541 
quence 

a; Burkhol 
265678540 


eriaceae; 
265678539 


eriaceae; 
265678538 
quence 
illaceae; 
265678534 


microbiace 
265678532 


seudomonad 
265678531 
quence 
nobacteria 
265678529 


occus. 


mati 


Paen 


ceae 


ref|NR_028886.1 
9 Paenibacillus 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028883.1 


ref |NR_028876.1 
eae; Aminobacter 
ref |NR_028873.1 
9 719581 Virgib 


ref|NR_028872.1 
719632 721036 
obacterales; Cau 


ref|NR_028865.1 

730321 731827 
bacillus. 
ref|NR_028864.1 
apsa rosea Bacte 


ref|NR_028863.1 
9 734742 Thioha 
aceae; Thioh 
ref |NR_028862.1 

734793 736329 
Veillonellaceae 
ref |NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028857.1 


race 
ref 


ae; Roseomon 
NR_028855.1 


llaceae; Rhodoci 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref|NR_028844.1 


iella. 
ref |NR_028843.1 
seria. 
ref |NR_028842.1 

761257 762788 
ibacillus. 
ref |NR_028838.1 
Devosia. 
NR_028836.1 


ae; 
ref 


aceae; Cellvibri 
ref|NR_028835.1 
772034 773579 

; Atopostipe 
ref |NR_028833.1 
4 Streptococcus 


265678524 


cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonospora 


ceae; Xylanimonas. 


Paenibacillus graminis 
graminis Bacteria; 


Lamprocystis purpurea 


purpurea Bacteria; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Virgibacillus 
acillus marismortui 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Solibacillus 
Solibacillus 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Allisonella 
Allisonella 
Allisonella. 
Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Roseomonas mucosa 


v 


7 Roseomonas mucosa Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 
Alys 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 
Neis 


Paenibacillus 
Paenibacillus 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Atopostipes 
Atopostipes 
s. 
Streptococcus sinensis 
sinensis Bacteria; 


ref|NR_028828.1 
781358 782875 


Xylanimonas 
Xylanimonas 


240954 Bacteria_16S 783980 783935 1 46 gi| 265678523 |ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

240954 Bacteria_16S 785491 785446 1 46 gi|265678522|ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

240954 Bacteria_16S 788518 788473 1 46 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 


strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

240954 Bacteria_16S 794598 794553 1 46 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


240954 Bacteria_16S 797702 797657 1 46 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


240954 Bacteria_16S 805406 805361 1 46 gi| 265678509 |ref|NR_028812.1 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 
240954 Bacteria_16S 806919 806874 1 46 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

240954 Bacteria_16S 813115 813070 1 46 gi 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
240954 Bacteria_16S 822117 822072 1 46 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

240954 Bacteria_16S 823700 823655 1 46 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
240954 Bacteria_16S 825240 825195 1 46 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
240954 Bacteria_16S 826742 826697 1 46 gi| 265678495 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


Anaeroglobus geminatus 
geminatus Bacteria; 


265678504|ref|NR_028807.1| Thioalkalivibrio 
812035 813508 Thioalkalivibrio jannaschii 


ref |NR_028798.1 
eneae Bacteria; 


Bosea eneae strain 
Proteobacteria; 


240954 Bacteria_16S 831429 831384 1 46 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

240954 Bacteria_16S 832980 832935 1 46 gi|265678491|ref|NR_028794.1| Enterococcus 


831886 833394 Enterococcus moraviensis 
Enterococcus. 
265678490|ref 


moraviensis strain 330 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; 
834475 834430 1 46 


240954 Bacteria_16S 
train Barker I 16S ribosomal RNA, partial sequence 833445 834896 


subsp. pomaceae s 


gi 


NR_028793.1 


Zymomonas mobilis 
Zymomonas mobilis 


subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; 
Zymomonas. 
240954 Bacteria_16S 


Sphingomonadales; Sphingomonadaceae; 


835977 835932 1 46 gi| 265678489 |ref|NR_028792.1| Zymomonas mobilis 


subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

240954 Bacteria_16S 843499 843454 1 46 gi|265678484|ref|NR_028787.1| Bosea minatitlanensis 


strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
240954 Bacteria_16S 846627 846582 1 46 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
240954 Bacteria_16S 850938 850893 1 46 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
240954 Bacteria_16S 853922 853877 1 46 gi|265678477|ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 


conservatrix Bacteria; 
Desulforegula. 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


240954 Bacteria_16S 860173 860128 1 46 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

240954 Bacteria_16S 863226 863181 1 46 gi|265678470|ref|NR_028773.1| Bulleidia extructa 


strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 


240954 Bacteria_16S 


strain CFBP 4188 
Proteobacteria; 


trevisanii strain 
trevisanii Bacter 


240954 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


240954 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


240954 Bacteria_16S 


strain VKM Ac-180 


G 
240954 Bacteria_16S 


867810 867765 1 46 gi 
ammaproteobacteria; Xanthomonadales; X 
869379 869334 1 46 gi 

"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
872323 872278 1 46 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
873873 873828 1 46 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
887304 887259 1 46 gi 
4 16S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


240954 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


240954 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


240954 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


240954 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


240954 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


240954 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


240954 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


240954 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


240954 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


240954 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


240954 Bacteria_16S 


VKM Ac-1401 16S r 


893307 893262 1 46 gi 
etaproteobacteria; Burkholderiales; Bu 
894842 894797 1 46 gi 


etaproteobacteria; Burkholderiales; Bu 
896377 896332 1 46 gi 


etaproteobacteria; Burkholderiales; Bu 
897954 897909 1 46 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
899529 899484 1 46 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
901090 901045 1 46 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
902624 902579 1 46 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


905694 905649 1 46 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
Xs 

907233 907188 1 46 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


908724 908679 1 46 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 

910294 910249 1 46 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
911864 911819 1 46 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


240954 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


240954 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


240954 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


240954 Bacteria_16S 


strain PSv29 16S 
Proteobacteria; D 


240954 Bacteria_16S 


916538 916493 1 46 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
922779 922734 1 46 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
924350 924305 1 46 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
925894 925849 1 46 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
927448 927403 1 46 gi 


265678467 


16S ribosomal RNA, partial sequence 866725 86827 
anthomonad 


265678466 


obacteriac 
265678464 
sequence 

ria; 


265678463 


872811 87416 


rkholderia 
265678453 

88624 

ococcineae 
265678449 


16S ribosomal RNA, partial sequence 892248 89373 


rkholderia 
265678448 


16S ribosomal RNA, partial sequence 893783 89526 


rkholderia 
265678447 


16S ribosomal RNA, partial sequence 895318 89680 


rkholderia 
265678446 


896853 89837 


cus. 
265678445 
nce 89842 
nibacillus 
265678444 
e 90001 
hales; Pis 
265678443 
quence 
eria; Chro 
265678441 
ence 90455 
aerobacter 


265678440 
al sequenc 


eria; Desu 


265678439 


907717 90916 


Erythrobac 
265678438 
quence 

iales; Clo 
265678437 


910794 91228 


ococcineae 
265678434 
ence 91544 
; Streptoc 
265678430 


921679 92319 


Desulfoba 
265678429 
nce 92324 
acterales; 
265678428 


924822 92631 


Desulfoba 
265678427 


psychrophila strain LSv54 16S ribosomal RNA, partial sequence 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfotalea. 


ial sequen 


Rhodo 


ref|NR_028770.1 
aceae; Xanthomon 
ref|NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 


ref |NR_028766.1 


ceae; Cupriavidu 
ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028751.1 


; Pandoraea. 
NR_028750.1 


ceae 
ref 
; Pandoraea 
NR_028749.1 


ceae 
ref 


ceae; Pandoraea 
ref|NR_028748.1 
6 Enterococcus 


ref|NR_028747.1 
7 899962 Paenib 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 


ref|NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 
ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref|NR_028739.1 
; Microbacteriac 
ref|NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028730.1 


cteraceae; Desul 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Leptotrichia 
Leptotrichia 
a. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


s. 
Agreia bicolorata 
bicolorata Bacteria; 

eae; Agreia. 

Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Enterococcus avium 


avium Bacteria; 


Paenibacillus 
acillus koreensis 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


, 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Clostridium 

Clostridium 
stridium. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 


ref|NR_028729.1 
926361 927852 


Desulfotalea 
Desulfotalea 


240954 Bacteria_16S 939703 939658 1 46 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1l 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

240954 Bacteria_16S 942797 942752 1 46 gi| 265678417 |ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

240954 Bacteria_16S 944360 944315 1 46 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

240954 Bacteria_16S 945923 945878 1 46 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

240954 Bacteria_16S 947483 947438 1 46 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

240954 Bacteria_16S 949049 949004 1 46 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

240954 Bacteria_16S 950610 950565 1 46 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

240954 Bacteria_16S 952169 952124 1 46 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

240954 Bacteria_16S 953720 953675 1 46 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

240954 Bacteria_16S 955280 955235 1 46 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

240954 Bacteria_16S 956773 956728 1 46 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

240954 Bacteria_16S 958348 958303 1 46 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 


caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; 


240954 Bacteria_16S 961400 961355 1 46 gi| 265678404 
strain CIP 104663 16S ribosomal RNA, complete sequence 96032 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
240954 Bacteria_16S 962976 962931 1 46 gi| 265678403 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 

pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcacea 
240954 Bacteria_16S 995234 995189 1 46 gi| 265678381 


hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequenc 


hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Acidaminobacter. 

240954 Bacteria_16S 996794 996749 1 46 gi| 265678380 
strain B1333 16S ribosomal RNA, complete sequence 995703 99724 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 
240954 Bacteria_16S 998362 998317 1 46 gi| 265678379 


kuenenii strain JB-Al 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 
240954 Bacteria_16S 999874 999829 1 46 gi 
chilensis strain Ch-1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
240954 Bacteria_16S 1002919 1002874 1 46 gi| 265678376 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 10033 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
240954 Bacteria_16S 1008889 1008844 1 46 gi| 265678372 
strain T7 16S ribosomal RNA, partial sequence 1007814 10092 


ce 99729 
hales; Pis 
265678378 
ce 99880 


Geobacillus. 
ref|NR_028706.1| Pseudomonas veronii 
3 961843 Pseudomonas veronii Bacteria; 
aceae; Pseudomonas. 
ref|NR_028705.1] Enterococcus 
961894 963406 Enterococcus 
e; Enterococcus. 
ref |NR_028683.1| Acidaminobacter 
e 994185 995652 Acidaminobacter 


Clostridiales Family XII. Incertae 
ref|NR_028682.1| Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


ref|NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref|NR_028680.1 
0 1000269 Thiomi 


Thiomicrospira 
crospira kuenenii 
; Thiomicrospira. 
Thiomicrospira 
crospira chilensis 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 
; Azovibrio. 
ref|NR_028674.1| Bacillus edaphicus 
65 Bacillus edaphicus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 1019481 1019436 1 46 gi| 265678365 |ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

240954 Bacteria_16S 1021077 1021032 1 46 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 

strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

240954 Bacteria_16S 1022630 1022585 1 46 gi|265678363|ref|NR_028665.1| Streptococcus 

pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 


pneumoniae Bacter 


ia; Firmicutes; Lactobacillales; 


Streptococcaceae; 


Streptococcus 


240954 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


240954 Bacteria_16S 


strain SH22623 16 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


240954 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


240954 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


240954 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


240954 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


240954 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


240954 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


240954 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


240954 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


240954 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


240954 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


240954 Bacteria_16S 


strain W1-2B 16S 
Proteobacteria; A 


240954 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


240954 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


240954 Bacteria_16S 


strain DAPP-PG 22 
Proteobacteria; A 


240954 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


240954 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


240954 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 
e; 


strain Y 16S ribo 
Alphaproteobacter 


240954 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


240954 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


240954 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


1024201 1024156 1 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1025650 1025605 1 46 gi 
S ribosomal RNA, partial sequence 


46 gi 


1027182 1027137 1 46 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1030182 1030137 1 46 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1033268 1033223 1 46 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1034828 1034783 1 46 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1036324 1036279 1 46 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1037864 1037819 1 46 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1047129 1047084 1 46 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1056132 1056087 1 46 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1057631 1057586 1 46 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1063770 1063725 1 46 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1068233 1068188 1 46 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1069732 1069687 1 46 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1071226 1071181 1 46 gi 


lphaproteobacteria; Rhodospirillales; 
1074142 1074097 1 46 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1078536 1078491 1 46 gi 
4 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1080046 1080001 1 46 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
1081549 1081504 1 46 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1084513 1084468 1 46 


gi 


Sphingomonadales; 
1087623 1087578 1 
1 RNA, complete sequence 
laceae; Bacillus. 
1089184 1089139 1 46 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1092271 1092226 1 46 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 


ia; Sphingomonadacea 


46 gi 


Lactobac 


240954 Bacteria_16S 


1023111 10246 


1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
240954 Bacteria_16S 


1035238 10367 


1036784 10382 


1068707 10701 


16S ribosomal RNA, partial sequence 1070184 10716 


1079018 10804 
Acetobacte 


1080469 10819 


1086532 1088056 Bac 


nadales; 


1091188 109 


265678362 


occus. 
265678361 


biaceae; 
265678360 

uence 

ia; 


265678358 
nce 10291 
hales; Pis 
265678356 
sequence 
obacillace 
265678355 

10337 
urinibacil 
265678354 


alobactera 
265678353 


mamonadace 
265678347 
uence 

ceae; Cera 
265678340 
uence 

ae; Parali 
265678339 
al sequenc 
eria; Rhiz 


265678335 
uence 
acillaceae 
265678332 
ence 10672 
onadales; 
265678331 


aulobacter 
265678330 


Rhodospiri 
265678328 
ence 10731 
onadales; 
265678324 
10775 
Sphingomon 
265678323 


265678322 


265678320 


Sphingo 
265678318 
il 


265678317 
ence 10881 
P 
265678315 
26 
illus. 


1093771 1093726 1 46 gi 


R 


Syntro 


ref|NR_028664.1 
30 Streptococcus 
ref |NR_028663.1 
hizobium/Agroba 
ref |NR_028662.1 

1026088 102759 
phobacterales; 
ref|NR_028660.1 
cirickettsiacea 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacill 
ref|NR_028657.1 
71 1035187 Aneur 
lus group; Aneu 
ref|NR_028656.1 
; Herbaspir 
NR_028655.1 


ceae 
ref 


ae; Curvibacter. 
ref |NR_028649.1 
1046039 104752 
sibacillus. 
ref |NR_028642.1 
1055053 105655 
obacillus. 
ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadace 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundi 
ref |NR_028632.1 


llaceae; Tistrel 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028625.1 


race 
ref 


ae; Acetobac 
NR_028624.1 


ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028620.1 
lus akibai Bacte 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028617.1 
88 Lactobacillus 


265678314 


indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 


ref|NR_028616.1 
1092739 109419 


s 


05 1030582 Thiomi 
e 


u 


al 
xr 


a 


Streptococcus mitis 
mitis Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 
c 


terium group; Rhizobium. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Thiomicrospira 
crospira thermophila 

Thiomicrospira. 

Lactobacillus 
0 Lactobacillus 
Ss. 

Aneurinibacillus 
nibacillus danicus 
inibacillus. 

Herbaspirillum putei 


’ 


33 Herbaspirillum putei Bacteria; 
i 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Paraliobacillus 
2 Paraliobacillus 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Alicyclobacillus 

1 Alicyclobacillus 

us. 

Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Brevundimonas nasdae 

nasdae Bacteria; 


monas. 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Sphingobium amiense 
acteria; Proteobacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Lactobacillus algidus 
algidus Bacteria; 


Acetobacter 
2 Acetobacter 


indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 

240954 Bacteria_16S 
strain NBRC 13755 
Bacteria; 
240954 Bacteria_16S 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
240954 Bacteria_16S 
strain TO-931 16S 
Firmicutes; 
240954 Bacteria_16S 
strain D2-18 16S 
Firmicutes; 
240954 Bacteria_16S 
strain I-273 16S 
Firmicutes; 
240954 Bacteria_16S 
dehalogenans 2CP- 
2CP-1 Bacteria; 
Anaeromyxobacter. 
240954 Bacteria_16S 
serovar 3 str. 
serovar 3 str. 
240954 Bacteria_16S 
wolinii strain DB 
Bacteria; 
Syntrophobacter. 
240954 Bacteria_16S 


strain R 16S ribosomal R 
Proteobacteria; Alphaproteobacteria; 


fever group. 
240954 Bacteria_16S 


CMS 76r 16S ribosomal RN 
Actino: 


Actinobacteridae; 
240954 Bacteria_16S 


witflariensis strain W-5 
witflariensis Bacteria; 


Sphingopyxis. 
240954 Bacteria_16S 


phragmitetus strain C6-1 
phragmitetus Bacteria; 


Pannonibacter. 
240954 Bacteria_16S 


thermotolerans strain CM 
thermotolerans Bacteria; 


Pseudomonas. 
240954 Bacteria_16S 


strain Ter6 16S ribosoma 


Proteobacteria; 
240954 Bacteria_16S 
acetoxidans DSM 7 
DSM 771 Bacteria; 
240954 Bacteria_16S 
multipartita DSM 


Nakamurella. 
240954 Bacteria_16S 


DSM 9946 16S ribosomal R 


Deinococcus-Thermus; 
240954 Bacteria_16S 


DSM 1552 16S ribosomal R 
Firmicutes; Erysipelotri 


240954 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 
240954 Bacteria_16S 


riboso 
Clostridia; 


ribosomal RNA, 
Clostridia; 


ribosomal RNA, 
Lactobacillales; 


1 16S r 
Proteobacteria; 


ATCC 2781 
ATCC 2781 


16S ribosomal 
Proteobacteria; 


Betaproteobacteria; 


71 16S 
Firmicutes; 


44233 1 
44233 Bacteria; Actinobacteria; 


11002 
11002 


1095212 1095167 1 


1096656 1096611 1 


1101147 1101102 1 


Clostridiales; 
1104212 1104167 1 


Clostridiales; 


1117941 1117896 1 


1120952 1120907 1 


1122507 1122462 1 


5 Bacteria; 
1126971 1126926 1 


1129989 1129944 1 


1139082 1139037 1 


1142106 1142061 1 


1143627 1143582 1 


1145184 1145139 1 
Proteobacteria; 


1146669 1146624 1 


1160234 1160189 1 


1161769 1161724 1 


1163268 1163223 1 


Deinococci; 


1166356 11663111 


1172411 1172366 1 


Bacteria; 


1175470 1175425 1 


Clostridia; 


Thermales; 


46 


46 


46 


mal RNA, partial sequence 
Clostridiaceae; 


46 


partial sequence 
Clostridiales Family XIII. 


46 


partial sequence 
Streptococcaceae; 


46 


46 


46 


46 


46 


46 


46 


46 


46 


1 RNA, partial sequence 
Burkholderiales; 


46 


46 


46 


46 


46 


46 


DSM 16069 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


gi 
11 


gi 
11 


gi 
11 


Streptococcus. 


gi 


ibosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales 


gi 


5 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


gi 


RNA, partial sequence 


Deltaproteobacteria; Syntrophobacterale 


gi 


NA, partial sequence 1128958 1130397 Ricke 
Rickettsiales; 


gi 


A, complete sequence 1138010 1139535 Leifs 
mycetales; Micrococcineae; Microbacteriaceae; 


gi 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi 


9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi 


3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


1145612 11470 
Oxalobacteraceae; 


gi 


ribosomal RNA, partial sequence 
Clostridiales; 


gi 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales 


gi 


NA, partial sequence 1162257 1163688 Meiot 
Thermaceae; 


gi 


NA, partial sequence 1165300 1166687 Clost 
chi; Erysipelotrichales; Erysipelotrichaceae. 


gi 


16S ribosomal RNA, partial sequence 11713 


Synergistetes; Synergistia; 


gi 


Rickettsiacea 


265678313 
10942 


265678312 


Rhodos 


265678309 
00149 11015 
Clostridiu 
265678306 
03152 11046 


265678297 
16890 11182 


228716127 
11198 


228715451 


Myco 
253680772 
11259 


253680770 


253680764 


253680762 


253680761 


253680760 


253680759 
228721485 
11591 
228721225 
11607 


228720981 


228720470 


228719312 


228718578 


mM. 


plasmataceae; 


ttsia rickettsii 


e; 


onia 


Sphingomonadales; 


Rhodobacterales; 


Pseudomonadales; 


66 1160688 Desulf 
Peptococcaceae; 


39 1162206 Nakamu 


hermus silvanus 
Meiothermus. 


45 1172849 Dethio 
Synergistales; 


ref |NR_028615.1 


Acetobacter peroxydans 


43 1095577 Acetobacter peroxydans 


Acetobacteraceae; 


ref |NR_028614.1 
1095628 109707 
pirillales; 


ref|NR_028611.1 


Acetobacter. 
Acetobacter 
0 Acetobacter 


Acetobacteraceae; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


ref |NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_028598.1 
82 Streptococcus 


ref|NR_027547.1 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Anaeromyxobacter 


56 1121404 Anaeromyxobacter dehalogenans 


; Cystobacterineae; 


ref|NR_027532.1 
1121455 112289 
Ur 
ref|NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


ref|NR_028018.1 


Rickettsieae; 
ref |NR_028012.1 
rubra Bacte 
Leifsonia. 
ref|NR_028010.1 

1141076 114255 
Sp 


ref|NR_028009.1 

1142608 114408 
Rhod' 
ref |NR_028008.1 
144133 114556 
Ps 


R 


ref |NR_028007.1 


ref |NR_027608.1 


Desulfot 


ref |NR_027604.1 


; Frankineae; Na 


ref |NR_027600.1 


ref|NR_027592.1 


ref|NR_027582.1 


Syne 


ref 


Myxococcaceae; 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 
Syntrophobacter 
phobacter wolinii 
eraceae; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 
Leifsonia rubra strain 
ria; Actinobacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
Collimonas. 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Nakamurella 

rella multipartita DSM 
kamurellaceae; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Clostridium spiroforme 


ridium spiroforme DSM 1552 Bacteria; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


NR_027574.1 


Kangiella koreensis 


1174405 1175898 Kangiella koreensis DSM 16069 


240954 Bacteria_16S 1176975 1176930 1 
DSM 16795 16S ribosomal 
Bacteria; Firmicutes; Clostridia; 
240954 Bacteria_16S 1179979 1179934 1 
C91 16S ribosomal RNA, partial 
Proteobacteria; 
240954 Bacteria_16S 1183005 1182960 1 
stercorihominis DSM 1724 
stercorihominis DSM 17244 Bacteria; 
240954 Bacteria_16S 1184499 1184454 1 
colihominis DSM 17241 16 
17241 Bacteria; Firmicutes; Clostridia; 
240954 Bacteria_16S 1193534 1193489 1 
13501 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 
240954 Bacteria_16S 1195090 1195045 1 
pacificum DSM 12653 16S 
DSM 12653 Bacteria; Firmicutes; 
Carboxydibrachium. 
240954 Bacteria_16S 
tataouinensis TTB 
TTB310 Bacteria; 
240954 Bacteria_16S 
colombiense DSM 1 
12261 Bacteria; Synergistetes; 
240954 Bacteria_16S 1207245 1207200 1 
mitsuokai DSM 158 
15897 Bacteria; F 
240954 Bacteria_16S 
strain Cal06 16S 


1198196 1198151 1 


1201125 1201080 1 


1217729 1217684 1 


240954 Bacteria_16S 
strain Se-3111 16 


1222201 1222156 1 


240954 Bacteria_16S 
strain AM1114 16S 
Firmicutes; Clostridia; 
240954 Bacteria_16S 
gallinaceus strai 
gallinaceus Bacteria; 
240954 Bacteria_16S 
variabilis strain 
Bacteria; Actinob 
Isoptericola. 
240954 Bacteria_16S 
strain R-4079 16S 
Proteobacteria; 
240954 Bacteria_16S 
strain R-4069 16S 
Proteobacteria; 
240954 Bacteria_16S 
strain HI 11/12 1 
Bacteria; Aquific 
240954 Bacteria_16S 
schoenbuchensis s 
schoenbuchensis B 
240954 Bacteria_16S 
phyllosphaerae st 


1223728 1223683 1 


Clostridiales; 
1225239 12251941 


Firmicutes; 
1226749 1226704 1 


1228287 1228242 1 


1229823 1229778 1 


1231383 1231338 1 


6S ribosomal RNA, 


1232858 1232813 1 


1234380 12343351 


Microbacteriaceae; Microbacterium. 


240954 Bacteria_16S 1237445 1237400 1 


paucivorans strain SYR1 16S ribosomal RNA, partial sequence 12363 


Bacteria; Firmicutes; 
240954 Bacteria_16S 
niigataensis stra 


Clostridia; Clost 
1238951 1238906 1 


niigataensis Bacteria; Proteobacteria; Alphaproteobacte 


240954 Bacteria_16S 1240467 1240422 1 
aminovorans strai 
aminovorans Bacte 


240954 Bacteria_16S 


1243455 1243410 1 


sequence 


complete sequence 


46 


RNA, partial sequence 
Clostridiales; 


46 


1178919 1180416 
Betaproteobacteria; Nitrosomonadales; N 


46 


46 


gi 
a2 


Clostr 


gi 


gi 


4 16S ribosomal RNA, partial sequenc 


Firmicutes; Clostri 


gi 


S ribosomal RNA, partial sequence 


Clostridiales; 


46 


46 


46 


46 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


gi 


1192457 1193978 
Burkholderiales; Al 


gi 


ribosomal RNA, partial sequence 
Clostridia; 


gi 


310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 


gi 


2261 16S ribosomal RNA, partial sequence 
Synergistia; 


97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 


228718376 
75949 
idiaceae; 
228717704 
itros 
228717350 
e 
dia; 
228717037 


228715722 


228715634 


228715504 
e 


228715386 


11773 


Nitro 
omonadace 
Clost 


11834 
Ruminococc 


Bordetell 
caligenace 


11940 
Thermoanaerobacterale 
11971 


rkholderia 


12000 


ref|NR_027573.1 
Clostridium. 
ref|NR_027566.1 
somonas eutroph 
ae; 
NR_027562.1 
181973 11834 
ridiales; Eubac 
ref|NR_027558.1 


ref 


bR 


aceae; 
ref |NR_027537.1 


Bordetella. 
NR_027536.1 


ae; 
ref 


Ss; 


ref|NR_027534.1 
31 1198567 Ramli 
les; Comamonadac 
ref|NR_027531.1 


a 
Nitrosomonas. 


3 
teriaceae; Anaerofustis. 


a hinzii LMG 


b 


61 1201579 Aminob 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Nitrosomonas eutropha 
C91 Bacteria; 


Anaerofustis 
4 Anaerofustis 


Anaerotruncus 


85 1184849 Anaerotruncus colihominis DSM 
Anaerotruncus. 


Bordetella hinzii LMG 
13501 Bacteria; 


Carboxydibrachium 


29 1195514 Carboxydibrachium pacificum 
Thermoanaerob 


acteraceae; 


Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 
Aminobacterium 
acterium colombiense DSM 


Synergistales; Synergistaceae; Aminobacterium. 
46 gi|228715354|ref|NR_027526.1| Catenibacterium 
1206179 1207663 Catenibacterium mitsuokai DSM 
richales; Erysipelotrichaceae; Catenibacterium. 
46 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
1216681 1218148 Arthrobacter bergerei Bacteria; 
occineae; Micrococcaceae; Arthrobacter. 

46 gi|219878356|ref|NR_025495.1| Salana multivorans 
1221167 1222613 Salana multivorans Bacteria; 
occineae; Beutenbergiaceae; Salana. 

46 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 


ribosomal RNA, partial sequence 


1222664 12241 
Caminicell 


Clostridiaceae; 


46 


46 


46 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


46 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


46 


46 


46 


Actinomycetales; Micro 

46 gi| 219878251 |ref|NR_025390.1 
92 1237878 Parasp 

ridiales; Lachnospiraceae; Parasporobacter 
46 gi| 219878163 |ref|NR_025302.1 
sequence 1237929 123939 

ria; Rhizobiales; Phylloba 

46 gi| 219878162 |ref|NR_025301.1 
equence 1239445 124091 

ia; Rhizobiales; Phyllobac 

46 gi|219878114|ref|NR_025253.1 


gi 


n CCUG 42692 16S ribosomal RNA, partia 
Lactobacillales; 


gi 


MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


1227244 12287 


gi 


1228770 12302 


gi 


gi 


gi 


rain DSM 13468 16S ribosomal RNA, part 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 


in DSM7050 16S ribosomal RNA, partial 


n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 


219878314 
1 


219878300 
ce 
ales; 


219878281 


219878280 


219878275 


complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermoc 


rinis. 
219878271 


train R1 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


219878266 
ia 


temperatum strain SDW 018 16S ribosomal RNA, partial sequence 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


sequence 
Streptococcace 


12257 
Micrococ 


Rh 


1 sequence 1233340 12348 


a. 
ref|NR_025453.1 
1224170 122567 
ae; Streptococcu 
ref|NR_025439.1 
22 1227193 Isopte 
cineae; 


ref |NR_025420.1 
Cellvibri 
ref|NR_025419.1 
Cellvibri 
ref|NR_025414.1 
93 Thermocrinis 


ref |NR_025410.1 

1231844 123328 
izobiales; Barto 
ref|NR_025405.1 
1 


19 Caminicella sporogenes Bacteria; 


Streptococcus 
1 Streptococcus 
Ss. 
Isoptericola 
ricola variabilis 


Promicromonosporaceae Hi 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 
seudomonadaceae; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 
seudomonadaceae; 


oO. 
Thermocrinis albus 


albus DSM 14484 


Bartonella 

9 Bartonella 
nellaceae; Bartonella. 
Microbacterium 

7 Microbacterium 
coccineae; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Aminobacter 

4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 


1242462 124386 


Mesorhizobium 
4 Mesorhizobium 


240954 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 
Clost 


metallireducens s 
metallireducens B 


240954 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


240954 Bacteria_16S 
19172 16S ribosomal RNA, partial sequ 
Deinoc 


radiopugnans ATCC 
19172 Bacteria; D 


240954 Bacteria_16S 
16S ribosomal RNA, partial sequence 


1244994 1244949 1 46 gi 
acteria; Firmicutes; Clostridia; 
1255415 12553701 46 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; 
1259917 1259872 1 46 gi 
einococcus-Thermus; 
1265933 1265888 1 


Deinococci; 


46 gi 


Paenibaci 


219857537 
i 
ridiales; 

219857194 
sequence 
llaceae; 

219846811 
ence 12588 
occales; 

219846539 


sequence 


B 


D 


ref|NR_025125.1 
1243915 124542 
Peptococcaceae; 
ref |NR_024822.1 
1254345 125584 
revibacillus. 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_026131.1 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 

Brevibacillus 
5 Brevibacillus 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 

Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 1267507 1267462 1 46 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

240954 Bacteria_16S 1270617 1270572 1 46 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

240954 Bacteria_16S 1272074 1272029 1 46 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

240954 Bacteria_16S 1283857 1283812 1 46 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

240954 Bacteria_16S 1285403 1285358 1 46 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

240954 Bacteria_16S 1286960 1286915 1 46 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

240954 Bacteria_16S 1288555 1288510 1 46 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

240954 Bacteria_16S 1294555 1294510 1 46 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

240954 Bacteria_16S 1297464 1297419 1 46 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 


strain 2DT 16S ri 
Firmicutes; Bacil 


240954 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Firmicu 


Bacteria; tes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 
240954 Bacteria_16S 1303517 1303472 1 46 gi| 219846514 


cellulosolvens 6 
Bacteria; Firmicu 


240954 Bacteria_16S 


owensensis OL 16S 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1302005 1301960 1 46 gi 


tes; Clostridia; Clostridiales; 
1305115 1305070 1 46 


ribosomal RNA, partial sequence 


gi 


1296399 12978 


16S ribosomal RNA, partial sequence 1302478 13039 
Eubact 


1304017 13055 


219846639 


eriaceae; 
219846460 


68 Bacillus endophyticus Bacteria; 


ref|NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 
ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 

ref|NR_026051.1| Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 

Sedis; Caldicellulosiruptor. 

240954 Bacteria_16S 1309597 1309552 1 46 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 

subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 

facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 

Hyphomicrobium. 

240954 Bacteria_16S 1311070 1311025 1 46 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 

subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 

facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 

Hyphomicrobium. 

240954 Bacteria_16S 1312607 1312562 1 46 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 

pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 

pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

Xanthomonas. 

240954 Bacteria_16S 1314157 13141121 46 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 

brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

240954 Bacteria_16S 1315737 1315692 1 46 gi|228716557|ref|NR_027552.1| Bacillus subtilis 

subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 

subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 1318850 1318805 1 46 gi|228715349|ref|NR_027521.1| Staphylococcus 


schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 
Staphylococcus schleiferi subsp. 


coagulans Bacteria; 


Firmicutes; 


1317758 1319249 
es; Staphylococcus. 


Bacillal 


240954 Bacteria_16S 


subsp. urealyticus strain MAW 8436 16S ribosomal RNA, p 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacill 


240954 Bacteria_16S 


1320392 1320347 1 


1321934 1321889 1 


46 


46 


gi 


gi 


carnosus subsp. carnosus strain 361 16S ribosomal RNA, 


carnosus subsp. carnosus Bacteria; 


240954 Bacteria_16S 


1323474 1323429 1 


Firmicutes; 


46 


Bacillal 


gi 


dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 
240954 Bacteria_16S 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial 
kristjanssonii 177R1B Bacteria; 
Incertae Sedis; Caldicellulosiruptor. 


Family III. 
240954 Bacteria_16S 
subsp. 


sakei subsp. carnosus Bacteria; 


240954 Bacteria_16S 


Streptococcus. 


1325024 1324979 1 


1328088 1328043 1 


1329526 1329481 1 


Firmicutes; 


Firmicutes; 


46 


46 


46 


gi 


Clostridia; 


gi 


carnosus strain CCUG 34545 16S ribosomal RNA, pa 
Lactobacill 


gi 


15470 strain E7.25 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
240954 Bacteria_16S 


Clostridia; 
1334203 1334158 1 


46 


Clostridiales; Veillo 


gi 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
228715345 
ribosomal 


219878140 
sequence 
Thermoana 


219846129 
rtial sequ 
ales; Lact 
219846090 
13284 
nellaceae; 
228721490 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Beutenbergia. 
240954 Bacteria_16S 


metallidurans strain CH34 16S ribosomal RNA, 
metallidurans CH34 Bacteria; 


Cupriavidus. 
240954 Bacteria_16S 


1338714 1338669 1 


1340187 1340142 1 


Proteobacteria; 


46 


46 


gryphiswaldense strain MSR-1 16S ribosomal RNA, 


gryphiswaldense MSR-1 Bacteria; 


Magnetospirillum. 
240954 Bacteria_16S 
hafniense strain 


DCB-2 Bacteria; Firmicutes; 


240954 Bacteria_16S 


faecium strain DSM 4810 16S ribosomal RNA, partial sequ 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actino 


Brachybacterium. 
240954 Bacteria_16S 


1341768 1341723 1 


Clostridia; 
1346431 1346386 1 


1347993 1347948 1 


Proteobacteria; 


46 


46 


46 


gi 


partial se 
Betaproteo 


gi 


partial 
Alphapr 


gi 


DCB-2 16S ribosomal RNA, partial seque 
Clostridiales; 


gi 


gi 


ales; Micr 
228721484 
quence 
bacteria; 


228721340 
sequence 
oteobacter 


228721140 
nce 13406 
Peptococca 
228720938 
ence 13453 
mycetales; 


228720860 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 


fumaroxidans MPOB 
Syntrophobacteraceae; 
240954 Bacteria_16S 


Bacteria; 


Syntrophobacter. 
1353962 1353917 1 


Proteobacteria; 


46 


Deltaproteo 


gi 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter. 
240954 Bacteria_16S 


cellulovorans strain 743B 16S ribosomal RNA, partial se 
cellulovorans 743B Bacteria; 


240954 Bacteria_16S 
ferrooxidans DSM 


Acidimicrobiaceae; 
240954 Bacteria_16S 
strain ATCC 29176 


29176 Bacteria; Firmicutes; 


240954 Bacteria_16S 


hamburgensis strain X14 16S ribosomal RNA, partial sequ 
Proteobacteria; Alphaproteobacteria; Rhizobia 


Bacteria; 
240954 Bacteria_16S 


strain MT1-641 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


240954 Bacteria_16S 


naphthalenivorans CJ2 16S ribosomal RNA, partial sequen 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkh 


240954 Bacteria_16S 


turnerae strain T7902 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 


Teredinibacter. 
240954 Bacteria_16S 


silvestris strain BL2 16S ribosomal RNA, partial sequence 


1357037 1356992 1 


Firmicutes; 
1361505 1361460 1 


10331 16S ribosomal RNA, 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 


1364455 1364410 1 


Clostridia; 


1365885 1365840 1 


1373622 1373577 1 


1376715 1376670 1 


1378218 1378173 1 


1381123 1381078 1 


46 


Clostridia; 


46 


46 


46 


46 


46 


46 


46 


gi 


cl 


gi 


complete sequ 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


gi 


bacteria; 


228720330 
sequence 
teobacteri 


228720131 
quence 

ostridiale 
228719712 
ence 13604 
idimicrobi 


228719063 
13634 
Ruminococc 
228719040 
ence 13648 
les; Brady 
228717983 


1372563 13740 


gi 


gi 


gi 


rkholderia 
228717818 
ce 13756 
olderiales 
228717562 
ce 13771 
nadales; A 


ref|NR_027519.1 
uence 131930 
hylococcus. 
ref|NR_027518.1 
quence 132084 
lococcus. 
ref|NR_027517.1 
RNA, partial seq 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref|NR_025719.1 
ence 132699 
obacillaceae; La 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027613.1 
32 Beutenbergia 
ococcineae; Beut 


ref|NR_027607.1 
1337638 133913 
Burkholderiales; 


ref|NR_027605.1 

1339181 134062 
ia; Rhodospirill 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027599.1 
82 1346861 Brachy. 
Micrococcineae; 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_027591.1 
1352934 135441 
a; Rhodospirilla 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027584.1 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Streptococcus 
uence 1322385 1323890 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 

Dialister invisus DSM 
ter invisus DSM 15470 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Brachybacterium 
bacterium faecium DSM 

Dermabacteraceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Clostridium 

9 Clostridium 

e; Clostridium. 
Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 


ales; Acidimicro 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027569.1 


bineae; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Nitrobacter 
acter hamburgensis X14 
trobacter. 

Burkholderia unamae 


50 Burkholderia unamae MTI-641 Bacteria; 


ceae; Burkholder 
ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 


228717274 


ref |NR_027561.1 


ia. 
Polaromonas 
monas naphthalenivorans 
; Polaromonas. 
Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Methylocella 


1380115 1381523 Methylocella silvestris BL2 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


240954 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


240954 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


240954 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


240954 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


240954 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


240954 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


240954 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


240954 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


240954 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


240954 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


240954 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


240954 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


240954 Bacteria_16S 


strain S-3 16S ri 


Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


240954 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


240954 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 
Micrococcaceae; A 


240954 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


240954 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


240954 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


240954 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


1384168 1384123 1 46 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1387208 1387163 1 46 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388723 1388678 1 46 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1390195 1390150 1 46 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; Deltaprot 


gi 


Lachno 
gi 


s 


r 


xr 


s 
e 


1391565 1391520 1 46 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1397601 1397556 1 46 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


e 


v 


u 
b 


1399125 1399080 1 46 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1400610 1400565 1 46 gi 
RNA, partial sequence 


n 
n 


Sphingomonadales; S 
1402150 14021051 46 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 

Leifsonia. 

1406576 1406531 1 46 gi 
ain 4H-1 16S ribosomal RNA, partial se 


teria; Proteobacteria; Alphaproteobact 


’ 


q 
e 


1408041 1407996 1 46 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


a 
a 


1409587 1409542 1 46 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1411086 1411041 1 46 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1414102 1414057 1 46 gi 
bosomal RNA, partial sequence 


gi 
Cc 


s 


Sphingomonadales; S 


1415608 1415563 1 46 gi 
ammaproteobacteria; Pseudomonadales; Ps 
1420190 1420145 1 46 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1421710 1421665 1 46 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 
rthrobacter. 

1424811 1424766 1 46 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1429502 1429457 1 46 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


1 
xr 


gi 
fo} 


s 
r 


1434125 1434080 1 46 

ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1435650 1435605 1 46 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 


gi 


e 
n 


240954 Bacteria_16S 


strain S2 16S rib 


1438754 1438709 1 46 gi 
osomal RNA, partial sequence 


228716944 
1383100 


228716754 
1386182 


228716720 
1387667 


228716586 


228716336 


228715764 


228715357 
228715353 
1399580 1401060 
228715351 
Actinomyce 


219857143 


219846657 


224581401 
1408524 1 


224581432 
224581449 
1413085 1 


224581448 
6S ribosomal RNA, partial sequence 14145521 


224581445 
14191061 


224581444 


224581442 
1423741 14252 


224581439 


224581433 
1433051 14345 


224581431 


224581429 
1437684 1439179 Thauera aminoaromatica Bacteria; 


ref|NR_027557.1 
13845 
ceae; Roseburia. 
ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 
ref|NR_027553.1 

1389197 139049 


Bdellovibriona 


pira 


13876 
iales; Bu 
13891 


kholderia 


nce 
teria 


eque 
obac 


v 


ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref |NR_027539.1 

1396599 139803 
Rhizobiales; Met 


13905 
Parvularc 
ence 
acteria; 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref|NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


13980 
eae; 


ce 
adac 


Sphin 


phingomon 


14011 


ref|NR_024771.1 
1405568 140698 
ospirillales; Ac 


uence 
ria; Rhod 
ref 
uenc 
phin 


NR_026249.1 
e 140703 


gomonadales; 


rtial seq 
cteria; S 
ref|NR_024719.1 
4099 
lostridium. 
ref|NR_027214.1 
1410019 141148 
ccaceae; Strepto 


ref |NR_027233.1 


equen 
Strep 


ce 
toco 


4145 
omonadac 


ref 


phing eae; Sphingo 
NR_027230.1 
4160 
eudomonadacea 


ref 


e; Pseudomon 
NR_027227.1 
4206 


ref |NR_027226.1 
1420664 142216 
inomycetales; Mi 


sequ 
idae; 


ence 
Act 


ref |NR_027224.1 


; Thauera. 

ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


cyclaceae 


equence 
ia; Xanth 


ref|NR_027215.1 


ref |NR_027213.1 
76 1436085 Paenib 


nce 14345 
ibacillus 


tuberum STM678 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 
Bacteria; 
ia. 

Bdellovibrio 
0 Bdellovibrio 


les; Bdellovibrionaceae; 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Gemmatimonas 
imonas aurantiaca T-27 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Sphingobium 
2 1408473 Sphingobium 


Sphingomonadaceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Streptococcus 
6 Streptococcus 
coccus. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Paenibacillus 
acillus antarcticus 


ref |NR_027211.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


Thauera aminoaromatica 


240954 Bacteria_16S 
milosensis strain 
Bacteria; Firmicutes; 
240954 Bacteria_16S 

neglectum strain 
Bacteria; Firmicutes; 
Mogibacterium. 
240954 Bacteria_16S 


1441864 1441819 1 


Bacillales; Bacil 
1447998 1447953 1 


Clostridia; 


1449497 1449452 1 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 
240954 Bacteria_16S 
ruhlandii strain 
Bacteria; 
240954 Bacteria_16S 1464468 1464423 1 
strain HM-7 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 
240954 Bacteria_16S 1465991 1465946 1 
strain U120 16S ribosomal RNA, partial 
Proteobacteria; 
240954 Bacteria_16S 
strain DhA-35 16S 
Proteobacteria; 
240954 Bacteria_16S 
piechaudii strain 


1457004 1456959 1 


1469001 1468956 1 


1472078 1472033 1 


240954 Bacteria_16S 1473470 1473425 1 
AMMD 16S ribosomal RNA, partial sequenc 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
complex. 

240954 Bacteria_16S 1478073 1478028 1 46 gi|219878440|ref|NR_025579.1 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240954 Bacteria_16S 1479646 1479601 1 46 gi| 219878381 |ref|NR_025520.1 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 148010 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

240954 Bacteria_16S 1481216 14811711 46 gi|219878371|ref|NR_025510.1 


denitrificans strain K601 16S ribosomal 
denitrificans K601 Bacteria; 
Alicycliphilus. 
240954 Bacteria_16S 1485729 1485684 1 
tianshanense strain A-1BS 16S ribosomal 


Mesorhizobium. 


240954 Bacteria_16S 1487242 1487197 1 


Proteobacteria; 


46 


SH714 16S ribosomal RNA, partial sequence 1 
Filobaci 


laceae; 
46 


P9a-h 16S ribosomal RNA, partial sequence 
Clostridiales; 


46 


EY3918 16S ribosomal RNA, partial sequence 1 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Betaproteobacteria; Rhodocyclales; 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


EY3860 16S ribosomal RNA, partial sequence 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; 


224581427 
4407 


gi re 
llus. 
224581422 
14469 


gi re 


Clostridiales Family 


224581421 
14484 


re 
60 


gi 


Micrococcineae; 


£|NR_027209.1 


£|NR_027203.1 
XIII. 


£|NR_027202.1 
1449852 Promic 


Filobacillus 


88 1442278 Filobacillus milosensis 


Mogibacterium 


32 1448409 Mogibacterium neglectum 
Incertae Sedis; 


Promicromonospora 
romonospora aerolata 


Promicromonosporaceae 7 


46 gi|224581416|ref|NR_027197.1| Achromobacter 
455966 1457283 Achromobacter ruhlandii 
Alcaligenaceae; Achromobacter. 

46 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

46 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
sequence 1464924 1466433 Azoarcus buckelii Bacteria; 

Rhodocyclaceae; Azoarcus. 
46 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
1467942 1469414 Zoogloea resiniphila Bacteria; 
Rhodocyclaceae; Zoogloea. 
46 gi|224581405|ref|NR_027186.1| Achromobacter 
1471041 1472361 Achromobacter 
; Burkholderiales; Alcaligenaceae; Achromobacter. 
46 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 


e 


RNA, 


46 
RNA, 


46 


strain SO2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


240954 Bacteria_16S 
strain IBS G15036 


1490332 1490287 1 


Corynebacterium. 


240954 Bacteria_16S 1491808 1491763 1 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Clostridiales; 


WM1 Bacteria; Firmicutes; Clostridia; 
240954 Bacteria_16S 1493295 14932501 
strain SA35 16S ribosomal RNA, partial 


46 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


46 


46 
sequence 


1472412 1473865 Burkh 


partial sequence 
Betaproteobacteria; 


partial sequence 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; 


gi|219857250|re 


gi|219857235|re 


1486230 14876 


219846947 
14892 


re 
76 


gi 


219846902|re 
1490749 
Clostridiaceae; 
gi|219846714|re 
1492298 14937 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


240954 Bacteria_16S 1496281 1496236 1 
9187 strain TA 4r 16S ribosomal RNA, 
Bacteria; 
240954 Bacteria_16S 1499321 1499276 1 
51271 16S ribosomal RNA, 
Firmicutes; 
240954 Bacteria_16S 1502215 15021701 
strain DSM 20127 16S ribosomal RNA, 


240954 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
240954 Bacteria_16S 
brockii subsp. 

Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 


1505252 1505207 1 


Firmicutes; 
1506654 1506609 1 


complete sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


Clostridia; 


46 


complete sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Aeromonadaceae; Tol 

46 gi|219846656|ref|NR_026248.1 

1498269 1499735 Catonella morbi ATCC 
Catonella. 

46 gi|219846604|ref|NR_026196.1 

1501162 1502633 Sinomo 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


46 


164-47 16S ribosomal RNA, partial sequence 
Clostridiales; 


46 


219846691 
14952 


gi 
67 


gi|219846440 


gi| 219846365 


olderia ambifari 


Burkholderiales; 


Rhizobiales; 


Corynebacterineae; 


11 Xanthobacter 


ref 


Micrococcaceae 
ref 


Eubacteriaceae; 
ref 
lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 


1480151 148165 


£|NR_024880.1 
1484704 148617 
Phylloba 


£|NR_024863.1 


£|NR_026539.1 
1490698 Coryne 
Cc 


£|NR_026494.1 
1492247 Clostr 
Clostridium. 
£|NR_026306.1 
Xanthobacter 
NR_026283.1 
1496682 Tolumo 


NR_026031.1 
1504208 150555 
Eubac 


a AMMD Bacteria; 
ia; Burkholderia cepacia 


Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Alicycliphilus 
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240954 Bacteria_16S 1508244 1508199 1 46 gi|219846303|ref|NR_025893.1| Neisseria elongata 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 1507158 1508633 Neisseria 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Neisseria. 

240954 Bacteria_16S 1509772 1509727 1 46 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
240954 Bacteria_16S 1511351 1511306 1 46 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

240954 Bacteria_16S 1515686 1515641 1 46 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

240954 Bacteria_16S 1518691 1518646 1 46 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

240954 Bacteria_16S 1520203 1520158 1 46 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

240954 Bacteria_16S 1533974 1533929 1 46 gi|219857425|ref|NR_025013.1| Burkholderia 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

240954 Bacteria_16S 1555195 1555150 1 46 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

240954 Bacteria_16S 1562612 1562567 1 46 gi|219846143|ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

240954 Bacteria_16S 1565466 1565421 1 46 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

240954 Bacteria_16S 1566999 1566954 1 46 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

240954 Bacteria_16S 1568534 1568489 1 46 gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

240954 Bacteria_16S 1570024 1569979 1 46 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

240954 Bacteria_16S 1571560 1571515 1 46 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
240954 Bacteria_16S 1573040 1572995 1 46 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

240954 Bacteria_16S 1579171 1579126 1 46 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

240954 Bacteria_16S 1580630 1580585 1 46 gi|219878491|ref|NR_025251.1| Sinorhizobium 
americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 1581060 Sinorhizobium 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Sinorhizobium/Ensifer group; Sinorhizobium. 

240954 Bacteria_16S 1582139 1582094 1 46 gi|219878490|ref|NR_025629.1| Rhodovarius 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

240954 Bacteria_16S 1583693 1583648 1 46 gi|219878489|ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

240954 Bacteria_16S 1585248 1585203 1 46 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

240954 Bacteria_16S 1586803 1586758 1 46 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 1588362 1588317 1 46 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

240954 Bacteria_16S 1605363 1605318 1 46 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 


strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


240954 Bacteria_16S 1606904 1606859 1 46 gi|219878472|ref|NR_025611.1] Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

240954 Bacteria_16S 1609881 1609836 1 46 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

240954 Bacteria_16S 1615827 1615782 1 46 gi|219878466|ref|NR_025605.1| Woodsholea maritima 


strain CM243 16S ribosomal RNA, partial sequence 


1614821 16162 


41 Woodsholea maritima Bacteria; 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

240954 Bacteria_16S 1623435 1623390 1 46 gi|219878461|ref|NR_025600.1| Sutterella 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 1622384 1623838 Sutterella 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella. 
240954 Bacteria_16S 1629437 1629392 1 46 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

240954 Bacteria_16S 1630957 1630912 1 46 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 1635621 1635576 1 46 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

240954 Bacteria_16S 1637083 1637038 1 46 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 1638574 1638529 1 46 gi| 219878451 |ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 1641584 1641539 1 46 gi| 219878449 |ref|NR_025588.1 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 164203 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 
Pseudomonas. 

240954 Bacteria_16S 1643146 1643101 1 46 gi| 219878448 |ref|NR_025587.1 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 16435 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
240954 Bacteria_16S 1644707 1644662 1 46 gi| 219878447 |ref|NR_025586.1 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 16451 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
240954 Bacteria_16S 1646253 1646208 1 46 gi| 219878446 |ref|NR_025585.1 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 16466 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
240954 Bacteria_16S 1647717 1647672 1 46 gi|219878444|ref|NR_025583.1 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 
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limicola strain G 
limicola Bacteria 


240954 Bacteria_16S 


molinativorax str 
molinativorax Bac 
Microbacteriaceae 


240954 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


1765162 17651171 46 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1766624 1766579 1 46 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1768105 1768060 1 46 gi 
ZF2 16S ribosomal RNA, partial sequenc 
tes; Clostridia; Clostridiales; Clostr 


oc 


en 
al 


e 
id 


1778627 1778582 1 46 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1780176 1780131 1 46 gi 
n DSM 1327 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1781722 1781677 1 46 gi 
bosomal RNA, partial sequence 


1 
oi 


se 
11 


oc 


1787692 1787647 1 46 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


eq 
ia 


1789076 1789031 1 46 gi 
n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


ue 


1790656 17906111 46 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1801292 1801247 1 46 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1802860 1802815 1 46 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1804427 1804382 1 46 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1809054 1809009 1 46 gi 
n CMS 260r 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Planococc 
1815162 18151171 46 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1819756 18197111 46 gi 


s 
ae 


e 
ni 


ia 
ac 


s 
e; 


se 
ac 


an 


ctinobacteridae; Actinomycetales; Micr 
1822814 1822769 1 46 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
1824396 1824351 1 46 gi 
16S ribosomal RNA, complete sequence 
tes; Bacillales; Bacillaceae; Halobaci 
1828847 1828802 1 46 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1830397 1830352 1 46 gi 
olChil 16S ribosomal RNA, complete seq 
Proteobacteria; Betaproteobacteria; 
1834943 1834898 4 49 gi 
ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 

1836450 1836405 1 46 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


oc 


11 


qu 
a; 


ue 
Rh 


, 


ue 
e; 


’ 


e 
ri 


219878361 
eq 


uence 


ce 17655 
es; 


17670 


219878351 
sequence 


llaceae; 


219878350 


quence 
aceae; 


uence 


, 


219878343 


nce 


Actinomyc 


219878342 


equence 


18002 


eae; Bac 


219878333 


equence 


quence 
eae; 


219878321 
6S ribosomal RNA, partial sequence 1821775 18232 


219878320 


18233 
us. 


219878317 


ence 
Rhodo 


nce 


odocycla 


219878312 


nce 
Actin 


219878311 


sequence 
a; Rhodo 


240954 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


1842702 1842657 1 46 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


219878307 
1841624 1843132 Bacillus halodurans Bacteria; 


occaceae 
219878360 


Ecto 
219878359 


iales Fa 


P 
219878349 
1780670 17821 
occineae 
219878344 


Chroma 


; Virgib 
219878335 


bacillus. 
219878334 
1 sequen 


Virgiba 
219878330 


Pla 
219878326 
1814099 18155 
thomonad 
219878323 
6S ribosomal RNA, partial sequence 1818718 18201 
occineae; 


occineae; 


ba 
219878316 


omycet 


ref|NR_025500.1 
1764167 17655 
; Streptococcus 
ref|NR_025499.1 
52 1767023 Alkal 
thiorhodospirac 
ref |NR_025498.1 
mily XI. Incert 
ref |NR_025490.1 
1777548 17790 
Paenibacillus. 
ref|NR_025489.1 
1779107 17806 
aenibacillus. 
ref |NR_025488.1 
; Micrococcacea 
ref |NR_025483.1 
1786631 17879 
tiales; Ectothi 


ref |NR_025482.1 
1788037 17895 
etales; Frankin 


ref|NR_025481.1 
1789570 17910 
acillus. 
ref|NR_025474.1 
19 1801737 Paeni 


ref |NR_025473.1 
ce 1801788 18032 
illus. 
ref|NR_025472.1 
1803341 18048 
cillus. 
ref|NR_025469.1 
1807983 18094 
nococcus. 
ref|NR_025465.1 
95 Fulvimonas so 
aceae; Fulvimon 
ref |NR_025462.1 
91 Plantibacter 
3 Microbacteria 
ref|NR_025460.1 
50 Agreia praten 
3 Microbacteria 
ref|NR_025459.1 
01 1824836 Halob 


ref|NR_025456.1 

1827843 18292 
cterales; Hypho 
ref|NR_025455.1 

1829317 18308 
les; Rhodocycla 
ref|NR_025451.1 
1833888 18353 
ales; Micro 


NR_025450.1 


ales; Rhodo 


ref 


NR_025446.1 


0 


di: 
e 


74 1768507 Sedime 
a 


5 


1 


8 
° 


af 
e 


8 


b 


9 


6 


6 


a 


c 


Cc 


a 


6 
monadaceae; 


4 
c 


1 
c 


9 
c 


Streptococcus 
1 Streptococcus 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
e 


; Citricoccus. 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Virgibacillus 
7 Virgibacillus 


Paenibacillus 
acillus stellifer 


Bacillus 
0 Bacillus 


Virgibacillus 
2 Virgibacillus 


Planococcus 
1 Planococcus 


Fulvimonas soli strain 
li Bacteria; 
Ss. 

Plantibacter flavus 
flavus Bacteria; 
eae; Plantibacter. 
Agreia pratensis 
sis Bacteria; 
eae; Agreia. 
Halobacillus trueperi 
cillus trueperi 


Oceanicaulis 

6 Oceanicaulis 
Oceanicaulis. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Gulosibacter 

7 Gulosibacter 

occineae; 


Sterolibacterium 
8 Sterolibacterium 


yclaceae; 


Bacillus halodurans 


240954 Bacteria_16S 


strain M577-94 16 
Firmicutes; 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


240954 Bacteria_16S 


strain SE3104 16S 


sulfidifaciens st 
sulfidifaciens Ba 


240954 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


240954 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


240954 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


240954 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


240954 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


240954 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


240954 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


240954 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


240954 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


240954 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


240954 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


240954 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


240954 Bacteria_16S 


strain CCUG 41709 
Actinobacteria; A 


240954 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


240954 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


240954 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


240954 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


240954 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


Lacto 
240954 Bacteria_16S 


ribosomal RNA, partial sequence 
Rh 
1854785 1854740 1 46 gi 
rain CCUG 44365 16S ribosomal RNA, parti 
cteria; Firmicutes; Lactobacillales; Aer 
1857738 1857693 1 46 gi 


bacillales; Carnobacteriaceae; Trichoc 
1860802 1860757 1 46 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


oc 


al 
er 


1868501 1868456 1 46 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


eq 
ct 


1871529 1871484 1 46 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1874591 1874546 1 46 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


gi 


s 
Ac 


1879115 1879070 1 46 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1890008 1889963 1 46 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1891585 1891540 1 46 gi 


ue 
a; 


e 
le 


etaproteobacteria; Burkholderiales; Al 
1899328 1899283 1 46 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1907932 1907887 1 46 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Acti 
1909380 1909335 1 46 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1912396 19123511 46 gi 


ca 


ne 
ca 


no 


al 
oc 


tes; Paeni 


gi 


Bacillales; Paenibacillaceae; 
1918593 1918548 1 46 

bacillales; Lactobacillaceae; Pediococcu 
1923158 1923113 1 46 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


al 
te 


240954 Bacteria_16S 


1844265 1844220 1 46 gi|219878306|ref|NR_025445.1 
S ribosomal RNA, partial sequence 1843183 18446 
bacillales; Carnobacteriaceae; Isobaculum. 

1850362 1850317 1 46 gi|219878302|ref|NR_025441.1 
n A50-7-3 16S ribosomal RNA, partial sequence 1849299 185079 
ria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 

1851848 1851803 1 46 gi|219878301|ref|NR_025440.1 


1850849 18521 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
240954 Bacteria_16S 


odosp 


219878298 


al se 
ococc 


219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


cus. 


219878294 


sequ 


219878289 


uence 
eria; 


219878287 
1870444 18719 


219878285 


equen 


219878282 


nce 
Burk 


219878272 


18 


s; Ph 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


lales; Bacillaceae; Bacillus. 

1893106 1893061 1 46 gi|219878269|ref|NR_025408.1 
train DSM 11706 16S ribosomal RNA, partial sequence 189204 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1896238 1896193 1 46 gi| 219878267 |ref|NR_025406.1 
6S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 

1897785 1897740 1 46 gi|219878265|ref|NR_025404.1 


16S ribosomal RNA, partial sequence 1896710 18982 


ligen 


219878264 


e 18 
ligen 


219878258 


19 
mycin 


219878257 


sequ 
occac 


219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


lales; Planococcaceae; Ureibacillus. 
1915440 1915395 1 46 gi| 219878252 |ref|NR_025391.1 
n CM1 16S ribosomal RNA, partial sequence 1914361 1915860 Paenib 


bacil 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


Ss. 


219878246 


sequ 
ria; 


1932430 1932385 1 46 gi 


219878240 


ia; Alte 


tinomyce 


llac 
ref 

nce 

ae; 
ref 


iri eae; Roseosp 
NR_025437.1 
que 185372 
ace 


NR_025435.1 


ref |NR_025433.1 
e 1859752 186123 
romonadales; Alt 


enc 


ref|NR_025428.1 
1867493 186885 
Rhizobiales; Beije 


ref |NR_025426.1 


ref |NR_025424.1 
1873541 187493 
tales; Micrococc 


ce 


ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025409.1 


hol 


889 
yll 


aceae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref |NR_025394.1 
21 Ureibacillus 


982 
ace 


068 
eae 


enc 
eae 


lus 


ref|NR_025388.1 


ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


enc 
Bur 


Globicatella. 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


iva. 
Globicatella 
6 1855215 Globicatella 


Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Chelatococcus 
8 Chelatococcus 


rinckiaceae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Aerococcus 

6 Aerococcus 


Ureibacillus terrenus 


terrenus Bacteria; 


Paenibacillus 
acillus azoreducens 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


ref|NR_025379.1 


Actinomyces 


radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 


radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 
240954 Bacteria_ 


nitrativorans str 
nitrativorans Bac 


240954 Bacteria_ 


fujisawaense stra 
fujisawaense Bact 


Methylobacterium. 
240954 Bacteria_ 
strain LMG 18435 
Firmicutes; 
240954 Bacteria_ 


strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillaceae; 


Firmicutes; 


Firmicutes; 


strain Se-1111R 1 
Proteobacteria; 


Microbacterium. 


240954 Bacteria_16S 
urogenitalis stra 
urogenitalis Bact 


Actinomycetaceae; 


240954 Bacteria_16S 
strain EDIV 16S r 


strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
240954 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


240954 Bacteria_16S 
ain NCIMB 9548 16S ribosomal RNA, part 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


240954 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


240954 Bacteria_16S 
ain GSF71 16S ribosomal RNA, partial s 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


240954 Bacteria_16S 
n GSF30 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Betaproteobacteri 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


240954 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


240954 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


240954 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


240954 Bacteria_16S 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


jannaschiana stra 
jannaschiana Bact 


Bacil 


Bacillales; 
240954 Bacteria_16S 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 19464 
Bacillales; 
240954 Bacteria_16S 


B 


Actinomyces. 
16S 1936852 1936807 1 


teria; Proteobacteria; 
16S 1939828 1939783 1 


16S 1941372 19413271 


lales; 
16S 


Bacillaceae; 
1942914 1942869 1 


1946081 1946036 1 
Bacillaceae; 


1947576 1947531 1 


1949113 1949068 1 


, 


1955165 1955120 1 


Actinomyces. 
1956580 1956535 1 


1959676 1959631 1 
ribosomal RNA, partial 
1961245 1961200 1 


bacillales; 
1964308 1964263 1 


teria; Proteobacteria; 
1965825 1965780 1 
is Bacteria; 
1970221 1970176 1 


teria; Proteobacteria; 


1971626 1971581 1 


1973144 1973099 1 
ridia; Clostridiales; 
1974723 1974678 1 
lales; Planococcaceae; 
1979423 1979378 1 


1987280 1987235 1 


ria; Proteobacteria; 
Cystobacter. 
2013453 2013408 1 


240954 Bacteria_16S 


2014913 2014868 1 


ain 23310 16S ribosomal RNA, partial s 


in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


Bacillus. 


333/02 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Ac 


in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 


Sphingomonadales; 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


is strain G 16S ribosomal RNA, partial 
Proteobacteria; 


ibosomal RNA, partial sequence 
Clostridiaceae; 


ibosomal RNA, partial sequence 


il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
240954 Bacteria_16S 
n Cb fel8 16S ribosomal RNA, 


46 gi| 219878209 

19783 

acterales; 

46 gi|219878204 
complete sequence 

Deltaproteobacteria; Myxoco 

46 gi| 219878187 

al sequenc 

ria; Rhodo 

46 gi| 219878186 


46 gi| 219878237 |ref|NR_025376.1 

equence 1935800 193729 
Betaproteobacteria; Burkholderiales; 

46 gi|219878235|ref|NR_025374.1 

sequence 1938810 194024 

ria; Rhizobiales; Methylob 

46 gi|219878234|ref|NR_025373.1 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


46 gi| 219878233 
Paenibacillus 
46 gi 


219878231 


46 gi| 219878230 


6S ribosomal RNA, partial sequence 1946525 19480 
etaproteobacteria; Burkholderiales; Al 
240954 Bacteria_16S 
foliorum strain P 
foliorum Bacteria 


ca 
219878229 
nce 


46 gi 


ti 
46 


219878225 
al 


’ 


gi 


46 gi| 219878224 
1955571 19570 
Sp 
gi| 219878222 
1958616 19601 
oc 
219878221 


19601 


46 
sequence 


46 gi 


s. 
219878219 
ial sequ 
ria; Hyd 


Vagococcu 
46 gi 


Betaproteobacte 


46 219878218 
sequence 


obacteria; 


gi 
Betaprote 


46 219878215 
equence 


eria; Rh 


gi 
Alphaproteobact 


46 219878214 
nce 


Burkh 


gi 


a; ol 


46 gi| 219878213 
1972100 19735 
Clostridiu 
gi|219878212 
1973642 19751 
Marinibacillus. 


46 


ligenace 


nomyceta 


sequenc 


Actinomy 


hingomon 


occineae 


en 
ro 


odospi 


ref|NR_025372.1 
47 Paenibacillus 


ref|NR_025370.1 


ref|NR_025369.1 
ae; Bordetella. 
ref |NR_025368.1 

1948071 19495 
les; Micrococci 


ref|NR_025364.1 
e 1954098 195552 
cetales; 


ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphing 
ref |NR_025361.1 
16 Arthrobacter 
; Micrococcacea 
ref|NR_025360.1 
67 1961603 Vagoc 


ref|NR_025358.1 
ce 1963237 196474 
genophilales; H 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref |NR_025354.1 
1969231 197053 
rillales; Rh 


ref|NR_025353.1 

1970584 197204 
deriales; Oxalob 
ref|NR_025352.1 


mM. 


ref|NR_025351.1 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025343.1 

1986193 198770 
ccales; Cystobac 


ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 


ref|NR_025325.1 


Comamonadaceae; 


5 
n 


fo} 


y 


Comamonas 
7 Comamonas 
Comamonas. 
Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 
omonas. 


Arthrobacter albus 


albus Bacteria; 
e 


; Arthrobacter. 
Vagococcus fessus 


ccus fessus Bacteria; 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


, 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Herbaspirillum 
9 Herbaspirillum 


acteraceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Cystobacter 

9 Cystobacter 
terineae; 


Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


240954 Bacteria_16S 2016382 2016337 1 46 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

240954 Bacteria_16S 2022285 2022240 1 46 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

240954 Bacteria_16S 2023774 2023729 1 46 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

240954 Bacteria_16S 2025287 2025242 1 46 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

240954 Bacteria_16S 2026843 2026798 1 46 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

240954 Bacteria_16S 2029822 2029777 1 46 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

240954 Bacteria_16S 2032726 2032681 1 46 gi|219878174|ref|NR_025313.1]| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

240954 Bacteria_16S 2038877 2038832 1 46 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

240954 Bacteria_16S 2040436 2040391 1 46 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

240954 Bacteria_16S 2041993 2041948 1 46 gi|219878167|ref|NR_025306.1| Pseudoxanthomonas 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

240954 Bacteria_16S 2043552 2043507 1 46 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

240954 Bacteria_16S 2045127 2045082 1 46 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteimonas mephitis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 

240954 Bacteria_16S 2048262 2048217 1 46 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

240954 Bacteria_16S 2060563 2060518 1 46 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

240954 Bacteria_16S 2062093 2062048 1 46 gi|219878149|ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
240954 Bacteria_16S 2066555 2066510 1 46 gi|219878146|ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
240954 Bacteria_16S 2068114 2068069 1 46 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

240954 Bacteria_16S 2069646 2069601 1 46 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

240954 Bacteria_16S 2071232 2071187 1 46 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

240954 Bacteria_16S 2074283 2074238 1 46 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

240954 Bacteria_16S 2075771 2075726 1 46 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

240954 Bacteria_16S 2083559 2083514 1 46 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240954 Bacteria_16S 2085024 2084979 1 46 gi|219878133|ref|NR_025272.1| Bartonella alsatica 


strain IBS 382 16 


S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


2084014 2085453 Bartonella alsatica Bacteria; 


240954 Bacteria_16S 2086572 2086527 1 46 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

240954 Bacteria_16S 2089570 2089525 1 46 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

240954 Bacteria_16S 2094122 2094077 1 46 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

240954 Bacteria_16S 2095669 2095624 1 46 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 2098659 2098614 1 46 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

240954 Bacteria_16S 2101727 2101682 1 46 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

240954 Bacteria_16S 2113841 2113796 1 46 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

240954 Bacteria_16S 2115414 2115369 1 46 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

240954 Bacteria_16S 2116955 2116910 1 46 gi|219857657|ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

240954 Bacteria_16S 2118449 2118404 1 46 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

240954 Bacteria_16S 2120020 2119975 1 46 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

240954 Bacteria_16S 2123014 2122969 1 46 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

240954 Bacteria_16S 2124517 2124472 1 46 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 2126073 2126028 1 46 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 2138128 2138083 1 46 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

240954 Bacteria_16S 2141130 2141085 1 46 gi|219857641|ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

240954 Bacteria_16S 2144120 2144075 1 46 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 
strain Ps 9-14 16S ribosomal RNA, partial sequence 2143068 2144522 Pseudomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

240954 Bacteria_16S 2145625 2145580 1 46 gi|219857638|ref|NR_025227.1| Pseudomonas 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

240954 Bacteria_16S 2147130 2147085 1 46 gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 2147531 Pseudomonas jinjuensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

240954 Bacteria_16S 2151727 2151682 1 46 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

240954 Bacteria_16S 2154652 2154607 1 46 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

240954 Bacteria_16S 2156148 2156103 1 46 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 


taiwanensis Bacteria; Actinobacteria; 
Rubrobacteraceae; Rubrobacter. 


Rubrobacteridae; 


Rubrobacterales; 


Rubrobacterineae; 


240954 Bacteria_16S 
pleistocenium strain FTR 
pleistocenium Bacteria; 
240954 Bacteria_16S 


strain NCIMB 8634 


strain NCIMB 8633 


16S ribosomal 
Proteobacteria; Gammaproteobacteria; 
240954 Bacteria_16S 
16S ribosomal 
Proteobacteria; Gammaproteobacteria; 
240954 Bacteria_16S 
henchirensis strain TMB8 


2169901 2169856 1 
Firmicutes; 
2171428 2171383 1 


2172979 21729341 


2178988 2178943 1 


henchirensis Bacteria; Proteobacteria; 


240954 Bacteria_16S 
taiwanensis strain CB-22 
taiwanensis Bacteria; 


Pseudoxanthomonas. 


240954 Bacteria_16S 
viridans strain MPL-11 1 
Firmicutes; 
240954 Bacteria_16S 

Z-7984 
Firmicutes; 
240954 Bacteria_16S 


Bacteria; 


fermentum strain 
Bacteria; 


strain Z-7792 16S 
Firmicutes; 


extremorientalis 
extremorientalis 
Pseudomonas. 


240954 Bacteria_16S 


Bacteria; 


2185013 2184968 1 
Proteobacteria; 
2186575 2186530 1 


Lactobacillales; 
2191179 21911341 


2192677 2192632 1 


2219854 2219809 1 


2221364 2221319 1 


Proteobacteria; 


46 


1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


46 


RNA, partial sequence 


46 


RNA, partial sequence 


46 


34 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


46 


6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


46 


6S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


46 


16S ribosomal RNA, partial sequence 21901 
Bacillales; Bacillaceae; Amphibacillus. 


46 


ribosomal RNA, partial sequence 

Bacillales; Bacillaceae; Amphibacillus. 
240954 Bacteria_16S 
strain KMM 3447 16S ribosomal RNA, partial seque 
Gammaproteobacteria; P 


46 


46 


strain 7d 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
240954 Bacteria_16S 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
240954 Bacteria_16S 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 22232 


Bacteria; 


2222775 22227301 


2224307 2224262 1 


15286 Bacteria; Thermodesulfobacteria; 


Thermodesulfatator. 


240954 Bacteria_16S 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 
daejeonensis Bacteria; 
240954 Bacteria_16S 


kribbensis strain 
Bacteria; 


Pseudomonas. 


240954 Bacteria_16S 
californiensis strain APO 16S ribosomal RNA, partial sequence 
californiensis Bacteria; 
240954 Bacteria_16S 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
Rhizobium. 


240954 Bacteria_16S 
DSM 20349 16S ribosomal RNA, partial sequence 
Lactobacillales; 


fructosus strain 
fructosus Bacteria; 


240954 Bacteria_16S 


ficulneus strain 
Bacteria; 


Firmicutes; 
240954 Bacteria_16S 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; 
240954 Bacteria_16S 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; 
240954 Bacteria_16S 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 
costantinii Bacteria; 


Firmicutes; 
240954 Bacteria_16S 


2225840 2225795 1 


Firmicutes; 
2227401 2227356 1 


Bacillales; 
2230461 2230416 1 


Proteobacteria; 
2231960 22319151 
2235012 2234967 1 
Proteobacteria; 
2238079 2238034 1 


Firmicutes; 
2245580 2245535 1 


2250254 2250209 1 


Firmicutes; 
2251779 22517341 


Lactobacillales; 
2254818 2254773 1 


46 


46 


Thermodesulfobacteriales; 


46 


Bacillales; 


46 


AM49 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


46 


Betaproteobacteria; 


46 


46 


Gammaproteobacteria; 


46 


Clostridia; 


46 


46 


46 


FS-1 16S ribosomal RNA, partial sequence 
Fructobacillus. 


46 


Paenibacillaceae; 


Clostridiales; C 


Fructobacillus. 


gi| 219857622 


Carnobacteriaceae; 


219857621 
21703 


gi 


Pseudomonadales; Pseudomonadaceae; 


219857620 
21719 


gi 


Pseudomonadales; Pseudomonadaceae; 


gi|219857614 


gi|219857609 


219857608 
21855 


gi 


gi| 219857605 


gi|219857604 
2191612 21930 


gi| 219857586 


gi|219857585 
2220358 22217 


219857584 
22217 
Xanth 
219857583 


gi 


gi 


gi|219857582 


219857581 

22263 

Paenibacillus 
gi|219857579 


gi 


Neiss 
219857578 

22309 
Persephone 
219857576 


gi 


gi 


gi] 219857574 


219857569 
22445 


gi 


gi| 219857566 


219857565 
22507 


gi 


gi| 219857563 


Burkholderiales; 


Xanthomonadales; 


Carnobacterium. 


Pseudomonadales; 


Rhizobiaceae; 


ref|NR_025211.1| Carnobacterium 
2168820 2170305 Carnobacterium 
Carnobacterium. 


ref|NR_025210.1| Cellvibrio fulvus 


56 2171849 Cellvibrio fulvus Bacteria; 
Cellvibrio. 
ref|NR_025209.1| Cellvibrio vulgaris 


00 2173400 Cellvibrio vulgaris Bacteria; 
Cellvibrio. 
ref|NR_025203.1| Ramlibacter 
2177978 2179370 Ramlibacter 
Comamonadaceae; Ramlibacter. 
ref|NR_025198.1| Pseudoxanthomonas 
2183928 2185466 Pseudoxanthomonas 
Xanthomonadaceae; 


ref|NR_025197.1| Carnobacterium 
17 2186981 Carnobacterium viridans 


ref|NR_025193.1| Amphibacillus 
08 2191561 Amphibacillus fermentum 


ref|NR_025192.1 
37 Amphibacillus 


Amphibacillus tropicus 
tropicus Bacteria; 


ref|NR_025174.1] Pseudomonas 
nce 2218792 2220307 Pseudomonas 
seudomonadales; Pseudomonadaceae; 


ref|NR_025173.1| Xanthobacter viscosus 
41 Xanthobacter viscosus Bacteria; 

ae; Xanthobacter. 
ref|NR_025172.1] Xanthobacter 

92 2223169 Xanthobacter aminoxidans 
obacteraceae; Xanthobacter. 
ref|NR_025171.1| Thermodesulfatator 

20 2224715 Thermodesulfatator indicus DSM 
Thermodesulfobacteriaceae; 


Paenibacillus 
2224766 2226278 Paenibacillus 
Paenibacillus. 
ref|NR_025169.1| Paenibacillus 
29 2227839 Paenibacillus kribbensis 
ref|NR_025167.1| Laribacter 
2229404 2230862 Laribacter 
eriales; Neisseriaceae; Laribacter. 
ref|NR_025166.1| Persephonella 
13 2232371 Persephonella guaymasensis 
lla. 
ref|NR_025164.1| Pseudomonas 
2233956 2235447 Pseudomonas 
Pseudomonadaceae; 


ref|NR_025162.1| Tindallia 

2237029 2238483 Tindallia 
lostridiaceae; Tindallia. 
ref|NR_025157.1| Rhizobium indigoferae 
78 2245989 Rhizobium indigoferae 
Rhizobium/Agrobacterium group; 


ref|NR_025154.1| Fructobacillus 
2249193 2250667 Fructobacillus 


ref|NR_025153.1| Fructobacillus 
18 2252192 Fructobacillus ficulneus 
ref|NR_025151.1| Sporanaerobacter 


acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Sporanaerobacter. 


Incertae Sedis; 


240954 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


240954 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


strain ICPB 3636 
Proteobacteria; B 


strain SK-1 16S r 
Firmicutes; Bacil 


strain DSM 11853 
Proteobacteria; B 


campinensis strai 
Bacteria; Proteob 


buryatense strain 
Bacteria; Proteob 


strain A45 16S ri 
Proteobacteria; G 


strain NRRL B-231 
Firmicutes; Bacil 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


240954 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 
strain 91-4 16S r 


strain IBS 193 16 


strain 63287 16S 


teria; 


bacillales; 
240954 Bacteria_16S 


acteria; 


erium. 
240954 Bacteria_16S 


lales; 
240954 Bacteria_16S 


lales; 
240954 Bacteria_16S 


acteria; 


2256418 2256373 1 


ain 86FS1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Proteobacteria; 


2259434 2259389 1 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


2262591 2262546 1 


train SL6 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


2265696 2265651 1 


16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neisseriaceae; 
240954 Bacteria_16S 


2267222 2267177 1 


ibosomal RNA, partial sequence 
Geobacillus. 


Bacillaceae; 
2274883 2274838 1 


16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Burkholderia 
240954 Bacteria_16S 


2276417 2276372 1 


n WS2 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 
240954 Bacteria_16S 


2277968 2277923 1 


5B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Methylococcales; M 
240954 Bacteria_16S 


2284055 2284010 1 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
240954 Bacteria_16S 


2285599 2285554 1 


54 16S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2287038 2286993 1 


train ARh 2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Proteobacteria; 


2290054 2290009 1 


6S ribosomal RNA, partial sequence 2288984 22904 
ridia; Clostridiales; Lachnospiraceae; Lachnobac 
240954 Bacteria_16S 


2296040 2295995 1 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
240954 Bacteria_16S 


2297506 2297461 1 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
240954 Bacteria_16S 


2300471 2300426 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
240954 Bacteria_16S 


2301937 2301892 1 


34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


strain KF46F 16S 
Proteobacteria; B 


subterraneus stra 
Bacteria; 


alkaliphilus stra 
Bacteria; 


strain KCTC 12005 


brasilensis Bacte 


Bacteria; Proteob 


ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 
240954 Bacteria_16S 


2305037 2304992 1 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
240954 Bacteria_16S 
in 34 16 
Firmicutes; 
240954 Bacteria_16S 

in T8 16 
Firmicutes; 
240954 Bacteria_16S 


2312676 23126311 


Bacillales; 
2314175 23141301 


Bacillales; 
2315683 2315638 1 


16S ribosomal RNA, partial 
Proteobacteria; Betaproteobacteria; 
240954 Bacteria_16S 
brasilensis strain PBl 72 
ria; 
240954 Bacteria_16S 

mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
acteria; Gammaproteobacteria; Xanthomonadales; X 
240954 Bacteria_16S 


2317219 23171741 
16S ribosomal RNA, 
Firmicutes; Bacillales; 
2318668 2318623 1 


2320260 23202151 


S ribosomal RNA, partial sequence 
Bacillaceae; 


S ribosomal RNA, partial sequence 
Salinicoccus. 


Burkholderiales; 


46 gi| 219857562 


Desu 


219857560 
22583 
Streptococcus. 

46 gi| 219857558 


46 gi 


Thermodesulfobac 


46 gi|219857556 


46 gi| 219857555 
2266147 22676 


46 gi|219857550 


219857549 
22753 
Bu 
219857548 
22768 


46 gi 


46 gi 


46 gi| 219857544 
2282981 22844 


219857542 
22845 


46 gi 


46 gi| 219857541 
Ch 


46 gi| 219857539 


46 gi| 219857533 
2295034 22964 


46 gi] 219857532 
2296489 22979 


46 gi| 219857530 
2299447 23008 
46 gi| 219857529 


2300928 2302353 Afipi 


46 gi| 219857526 
2303983 23054 


46 gi|]219857521 
23115 

Geobacillus. 
46 gi| 219857520 


23131 


46 gi| 219857519 
sequence 23146 

Comamonadace 
46 gi|219857518 


partial sequence 
Paenibacillaceae; P 
46 gi| 219857517 


. Desulfobulbus 
2255320 2256776 Desulfobulbus 
lfobacterales; Desulfobulbaceae; 


ref|NR_025148.1| Streptococcus iniae 
45 2259880 Streptococcus iniae Bacteria; 
ref|NR_025146.1| Thermodesulfobacterium 


2261503 2262999 Thermodesulfobacterium 
teriales; Thermodesulfobacteriaceae; 


ref|NR_025144.1| Simonsiella muelleri 
96 Simonsiella muelleri Bacteria; 
Simonsiella. 
ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 

ref|NR_025137.1| Cupriavidus 

59 2276842 Cupriavidus campinensis 
rkholderiaceae; Cupriavidus. 
ref|NR_025136.1| Methylomicrobium 

93 2278392 Methylomicrobium buryatense 
ethylococcaceae; Methylomicrobium. 
ref|NR_025132.1| Methylobacter marinus 
79 Methylobacter marinus Bacteria; 
aceae; Methylobacter. 

ref|NR_025130.1| Bacillus sonorensis 
30 2285939 Bacillus sonorensis Bacteria; 


ref|NR_025129.1| Thioalkalivibrio 
2285990 2287383 Thioalkalivibrio 
romatiales; Ectothiorhodospiraceae; 


ref|NR_025127.1| Lachnobacterium bovis 
36 Lachnobacterium bovis Bacteria; 
terium. 
ref|NR_025121.1| Bartonella bovis 
38 Bartonella bovis Bacteria; 
Bartonella. 
ref|NR_025120.1| Bartonella capreoli 
31 Bartonella capreoli Bacteria; 
Bartonella. 


ref|NR_025118.1| Bosea massiliensis 

77 Bosea massiliensis Bacteria; 

ae; Bosea. 

ref|NR_025117.1| Afipia birgiae strain 


a birgiae Bacteria; Proteobacteria; 


ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 


ae; Xenophilus. 

ref|NR_025109.1| Geobacillus 

80 2313074 Geobacillus subterraneus 

ref|NR_025108.1| Salinicoccus 

25 2314583 Salinicoccus alkaliphilus 

ref|NR_025107.1| Comamonas koreensis 

34 2316097 Comamonas koreensis Bacteria; 

ae; Comamonas. 

ref|NR_025106.1| Paenibacillus 
2316148 2317531 Paenibacillus 

aenibacillus. 

ref|NR_025105.1| Pseudoxanthomonas 


82 2319121 Pseudoxanthomonas mexicana 
anthomonadaceae; Pseudoxanthomonas. 


46 gi|219857516 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Stenotrophomonas. 


ref|NR_025104.1] Stenotrophomonas 
2319172 2320713 Stenotrophomonas 


240954 Bacteria _1 


strain CFML 97-39 
Proteobacteria; 


strain CFML 97-51 
Bacteria; 


stercorarium subs 


Clostridium stercorarium subsp. 
Cc 
240954 Bacteria_16S 


Clostridiaceae; 
strain IPT10 16S 
Proteobacteria; 


Firmicutes; 


sulfidophilum Bac 


240954 Bacteria_16S 
granivorans strain A30 16S ribosomal RNA, partial seque 
Firmicutes; 
240954 Bacteria_16S 

sulfonivorans str 


Bacteria; 


sulfonivorans Bac 


Micrococcaceae; Arthrobacter. 
240954 Bacteria_16S 
methylotrophus st 


methylotrophus Ba 


Micrococcaceae; Arthrobacter. 
240954 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


240954 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


240954 Bacteria_16S 


denitrificans str 
denitrificans Bac 


240954 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


240954 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


240954 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


240954 Bacteria_16S 


caledonica strain 
caledonica Bacter 


240954 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


240954 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain IBS 325 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
240954 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


240954 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


240954 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


240954 Bacteria_16S 


G 
240954 Bacteria_1 


Proteob 
240954 Bacteria_16S 


B 
240954 Bacteria_16S 
strain BG29 16S r 
Clost 
240954 Bacteria_16S 
sulfidophilum strain BR4 16S ribosomal RNA, complete se 


6S 2321812 2321767 1 46 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
6S 2323364 2323319 1 46 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2326329 2326284 1 46 gi 
p- leptospartum strain ATCC 35414 16S 
lostridium. 

2330772 2330727 1 46 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2338213 2338168 1 46 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
2339762 2339717 1 


gi 


Heliobacteriacea 
46 gi 


teria; Firmicutes; Clostridia; Clostri 
2345870 2345825 1 46 gi 


Bacillales; Paenibacillaceae; Pae 
2347348 2347303 1 46 gi 
ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


2348857 2348812 1 46 gi 
rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 


2350332 2350287 1 46 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2351850 2351805 1 46 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2353364 2353319 1 46 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2354901 2354856 1 46 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2382268 2382223 1 46 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2385305 2385260 1 46 gi 
etaproteobacteria; Burkholderiales; Bu 
2386829 2386784 1 46 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2388366 2388321 1 46 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2389906 2389861 1 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2395935 2395890 1 46 gi 
S ribosomal RNA, partial sequence 


2397419 2397374 1 46 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


2398941 2398896 1 46 gi 
SW28 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Sporo 
2400455 2400410 1 46 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


se 


na 


ri 


rk 


e; 


qu 
di 


nc 
ni 


ue 


e; 


qu 
ae 


en 


le 


ne 


ue 
ri 


ne 
ob 


rk 


se 


v 


nc 
S; 


ne 
ue 
ia 
nc 


sa 


se 
ac 


219857515 

23207 
udomonad 
219857514 

23223 
dales; 
219857512 
bosomal 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


219857509 
2329695 23312 
holderia 
219857503 
2337153 23386 
Helioba 
219857502 


ence 
ales; 


219857497 

23447 
bacillus 
219857496 


e 


nce 


219857495 


ence 


, 


219857494 
ce 23493 
Hypho: 
219857493 
23507 
rgistace 
219857492 


S; 


nce 
a; 


e 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
holderia 
219857469 
quence 
Burkhold 
219857468 
23873 
Thermoa 
219857467 
2388858 23902 


e 


219857463 
2394935 23963 
llaceae; 
219857462 


nce 
les; 


219857461 
23978 


e 
rcina. 


219857460 
quence 


teria; 


2401966 2401921 1 46 gi 


219857459 


kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 


Actinomycet 


Actino: 


Burkh 
219857491 
23538 
acterale 
219857472 
2381197 23827 


Clo 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025100.1 
RNA, partial seq 


P 


ref |NR_025097.1 


; Burkholder 
NR_025091.1 


ceae 
ref 


cterium. 
ref|NR_025090.1 

2338702 234021 
liobacteriaceae; 
ref|NR_025085.1 
86 2346268 Paenib 
ref |NR_025084.1 
2346319 234777 
ales; Microc 


He 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


ref |NR_025082.1 
35 2350745 Hyphom 
microbiaceae; Hy 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_025060.1 


ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_025055.1 


ref|NR_025051.1 
tonella. 

NR_025050.1 
2396386 239781 
stridiales Famil 


Bar 


ref|NR_025049.1 
69 2399376 Sporos 


ref |NR_025048.1 
2399427 240087 


Rhizobiales; Hyph 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Clostridium 
uence 2325260 2326777 


Burkholderia sacchari 


17 Burkholderia sacchari Bacteria; 


ia. 
Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Paenibacillus 
acillus granivorans 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 

Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Desulfomonile 
omonile limimaris 
Desulfomonile. 
Bacillus jeotgali 


’ 


01 Bacillus jeotgali Bacteria; 


Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Mycoplasma microti 


’ 


92 Mycoplasma microti Bacteria; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Sporosarcina 
arcina aquimarina 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


ref|NR_025047.1 
2400924 240237 


Nocardiopsis 
2 Nocardiopsis 


kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Nocardiopsis. 

240954 Bacteria_16S 2403494 2403449 1 
strain ATCC 17747 
Firmicutes; Clostridia; 


240954 Bacteria_16S 2406565 2406520 1 


viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial 
Clostridia; i 


viterbiensis Bacteria; 
240954 Bacteria_16S 
strain SPS-1037 1 
Proteobacteria; Betaproteobacteria; 
240954 Bacteria_16S 2412764 2412719 1 
quisquiliarum strain AML- 
quisquiliarum Bacteria; 
Methylosarcina. 
240954 Bacteria_16S 
strain AML-C10 16 
Proteobacteria; 
240954 Bacteria_16S 2417449 2417404 1 
didelphis strain W94-11374-1 16S 
didelphis Bacteria; Firmicutes; 
240954 Bacteria_16S 2425122 2425077 1 
kellyi strain BII 
Bacteria; 
240954 Bacteria_16S 
strain BD-87 16S 
Firmicutes; Bacillales; Planococcaceae; 
240954 Bacteria_16S 2429464 2429419 1 


Firmicutes; 
2411201 2411156 1 


Proteobacteria; 


2414329 2414284 1 


2426658 2426613 1 


sapomandens strain DSM 3223 16S ribosomal RNA, partial 
Clostridia; 


sapomandens Bacteria; 
240954 Bacteria_16S 


Firmicutes; 
2430928 2430883 1 


cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 
Clostridia; 


cinnamivorans Bacteria; 
240954 Bacteria_16S 


Firmicutes; 
2432464 2432419 1 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
240954 Bacteria_16S 


Bacillales; 
2440069 2440024 1 


psychrophilus strain Z-0021 16S ribosomal RNA, 


psychrophilus Bacteria; 
Methylobacter. 
240954 Bacteria_16S 
paradoxus strain 
Bacteria; 
240954 Bacteria_16S 2444662 2444617 1 
koreense strain JGO7 16S ribosomal RNA, 
Bacteria; Firmicutes; Bacillales; 
240954 Bacteria_16S 2449246 2449201 1 


Proteobacteria; 


2441629 2441584 1 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, part 


olivapovliticus Bacteria; 
240954 Bacteria_16S 
strain KCTC 3666 
Firmicutes; Bacil 
240954 Bacteria_16S 


Firmicutes; 
2450758 2450713 1 


2452309 2452264 1 


peptonophila strain KCTC 9740 16S ribosomal RNA, partia 


peptonophila Bacteria; 
240954 Bacteria_16S 


Firmicutes; 
2453835 24537901 


dichotomicum strain KCTC 3667 16S ribosomal RNA, partia 


dichotomicum Bacteria; 
240954 Bacteria_16S 


Firmicutes; 
2456843 2456798 1 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 


salmonicida subsp. 
Aeromonadaceae; Aeromonas. 


240954 Bacteria_16S 2458273 2458228 1 


taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 
240954 Bacteria_16S 
strain JSS-26 16S 
Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 


2459764 2459719 1 


2461255 24612101 


strain JSS-7 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


6S ribosomal RNA, partial sequence 2410156 24116 
Burkholderiales; 


D4 16S ribosomal RNA, partial 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococc 


-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromati 


46 gi| 219857448 
ribosomal RNA, partial sequence 

Lactobacillales; Streptococcaceae 
46 gi| 219857442 
24240 
ales; Halo 
46 gi|219857441 


ribosomal RNA, partial sequence 


ARh1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromati 


16S ribosomal RNA, partial sequence 2449732 245 
lales; Thermoactinomycetaceae; Laceyel 


pectinolytica Bacteria; Proteobacteria; 


ribosomal RNA, partial sequence 
Sphingomonadales; 


Sphingomonadales; 


46 gi| 219857458 
24024 

Veillonel 

46 gi| 219857456 
sequence 
Clostridiales; Clo 


46 gi| 219857453 
Tepidimonas. 
gi| 219857452 
sequence 

Gammaproteobacteria; Meth 


46 


46 gi] 219857451 


2413261 24147 


2425586 24269 
Viridibacillus. 


46 gi| 219857438 
sequence 

Clostridiales; Pept 

46 gi| 219857437 


Clostridiales; Ru 
gi|]219857436 
24314 


46 


46 gi| 219857428 
complete sequence 


Gammaproteobacteria; Meth 


2458757 24601 


minococcaceae; 


ylococcales; 


97 Sphingomonas 
Sphingomonadaceae; 


ref |NR_025046.1 
la. 
ref|NR_025044.1 

2405537 24070 
stridiaceae; Ca 
ref |NR_025041.1 


ref|NR_025040.1 
2411699 24132 
ylococcales; 


ref |NR_025039.1 


ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025030.1 


thiobacillaceae 
ref|NR_025029.1 


ref |NR_025026.1 
2428395 242981 
ococcaceae; 
ref|NR_025025.1 
2429869 243135 


ref |NR_025024.1 


ref |NR_025016.1 
2438995 244052 


46 gi| 219857409 


1 
loramator. 


1 
Methylococcaceae; 


Desu 


Streptosporangineae; 


Veillonella criceti 


23 2403914 Veillonella criceti Bacteria; 


Caloramator 
6 Caloramator 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Methylosarcina 
0 Methylosarcina 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 


Streptococcus 
5 Streptococcus 


Halothiobacillus 


42 2425535 Halothiobacillus kellyi 
7 


Halothiobacillus. 
Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 
Papillibacter 

9 Papillibacter 


Papillibacter. 


Paenibacillus 


10 2432897 Paenibacillus chinjuensis 
Paenibacillus. 


Methylobacter 
1 Methylobacter 


Methylococcaceae; 


46 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
2440572 2442029 Thioalkalivibrio paradoxus 
ales; Ectothiorhodospiraceae; Thioalkalivibrio. 
46 gi|219857423|ref|NR_025011.1| Planomicrobium 
partial sequence 2443592 2445097 Planomicrobium koreense 
Planococcaceae; Planomicrobium. 
46 gi|219857420|ref|NR_025008.1| Alkalibacterium 
ial sequence 2448175 2449681 Alkalibacterium 
Lactobacillales; Carnobacteriaceae; Alkalibacterium. 
46 gi|219857419|ref|NR_025007.1| Laceyella putida 
1192 Laceyella putida Bacteria; 
la. 
46 gi|219857418|ref|NR_025006.1| Seinonella 
1 sequence 2451243 2452743 Seinonella 
Bacillales; Thermoactinomycetaceae; Seinonella. 
46 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
l sequence 2452794 2454268 Thermoflavimicrobium 
Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 
46 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
2455783 2457213 Aeromonas 
Gammaproteobacteria; Aeromonadales; 
46 gi|219857411|ref|NR_024999.1| Sphingopyxis 
2457264 2458706 Sphingopyxis 
Sphingomonadales; Sphingomonadaceae; 
46 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 


koreensis Bacteria; 
Sphingomonas. 


ref |NR_024997.1 


Sphingomonas aquatilis 


2460248 2461689 Sphingomonas aquatilis Bacteria; 


Sphingomonadaceae; Sphingomonas. 


240954 Bacteria_ 


putrefaciens stra 
putrefaciens Bact 
240954 Bacteria_16S 
strain Z-2189 16S 
Clost 
240954 Bacteria_16S 
aerophilum strain 
Proteob 
240954 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteob 
240954 Bacteria_16S 
strain LYP 16S ri 
D 
240954 Bacteria_16S 


Firmicutes; 


Bacteria; 


Bacteria; 


Proteobacteria; 


orisratti strain 
orisratti Bacteri 


240954 Bacteria_16S 


strain 3CB-1 16S 
Proteobacteria; 
Proteobacteria; 


olearium strain §S 
Bacteria; 


strain DSM 12769 


Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkali 
240954 Bacteria_16S 2508068 2508023 1 46 gi|219857372|ref|NR_024960.1 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermo 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacte 
240954 Bacteria_16S 2509579 2509534 1 46 gi|219857371|ref|NR_024959.1 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 251001 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetoba 
Gluconacetobacter. 

240954 Bacteria_16S 2511126 2511085 1 42 gi|219857370|ref|NR_024958.1 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocard 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

240954 Bacteria_16S 2512634 2512589 1 46 gi| 219857369 |ref|NR_024957.1 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
240954 Bacteria_16S 2514126 2514081 1 46 gi|219857368|ref|NR_024956.1 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylani: 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Prom 
Xylanimicrobium. 

240954 Bacteria_16S 2515650 2515605 1 46 gi|219857367|ref|NR_024955.1 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasi 


Clostridia; Clost 


240954 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


240954 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


240954 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


240954 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


240954 Bacteria_16S 
16S ribosomal RNA, partial sequence 2528225 25296 


strain ATCC 4973 


Proteobacteria; G 


240954 Bacteria_16S 


B 
240954 Bacteria_16S 
strain MF63 16S r 
B 
240954 Bacteria_16S 


Firmicu 
240954 Bacteria_16S 


16S 2464277 2464232 1 46 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2467454 2467409 1 46 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2469003 2468958 1 46 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2471989 2471944 1 46 gi 


acteria; Gammaproteobacteria; Chromati 
2473495 2473450 1 46 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2495983 2495938 1 46 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2498888 2498843 1 46 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2500425 2500380 1 46 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2504992 2504947 1 46 gi 
Rl 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2506547 2506502 1 46 gi 


Ss; 


s 


Oc 


Oc 


Oc 


ammaproteobacteria; Pseudomonadales; Pse 


219857407 
s 
ia 
219857405 
2466381 24678 
cl 
219857404 
ce 
ha 
219857402 


al 
219857401 
2472404 24737 
219857386 
219857384 
2497830 24993 


219857382 
2499368 25008 


219857379 


sp 
219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


ref |NR_024995.1 
2463226 246471 
stridiaceae; Clo 
ref |NR_024993.1 


equence 
les; Clo 


ostridium. 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024989.1 


24679 
les; Pis 


24709 


es; Ecto 


Syntrophaceae; Smithell 
ref|NR_024974.1 

2494920 249625 
occaceae; Streptococcus. 


ref |NR_024972.1 


equence 


+ Th 
ref 


auera. 
NR_024970.1 


yclaceae 


; Azoarcus. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref|NR_024961.1 


yclaceae 


25039 
iraceae; 


udomonadaceae; Pseudomon 


2530787 2530742 1 46 gi 


219857357 


ref 


Clostridium 
2 Clostridium 
stridium. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thioalkalimicrobium 

kalimicrobium aerophilum 
Thioalkalimicrobium. 

Thioalkalivibrio 

kalivibrio versutus 

ae; Thioalkalivibrio. 
Smithella propionica 


, 


74 Smithella propionica Bacteria; 


a. 
Streptococcus 
6 Streptococcus 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Sporobacterium 
acterium olearium 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Thermohalobacter 
halobacter berrensis 


Yr. 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 
Xylanimicrobium 
microbium pachnodae 
icromonosporaceae; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


ridiales; Clostridiaceae; Caloramator. 
2521737 2521692 1 46 gi|219857363|ref|NR_024951.1| Pseudomonas 
rain SBK26 16S ribosomal RNA, partial sequence 2520665 2522094 Pseudomonas 
cteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2523217 2523172 1 46 gi|219857362|ref|NR_024950.1| Pseudomonas 
rain DBK11 16S ribosomal RNA, partial sequence 2522145 2523617 Pseudomonas 
cteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2524749 2524704 1 46 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 
2527733 2527688 1 46 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
in S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
tes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
2529289 2529244 1 46 gi|219857358|ref|NR_024946.1| Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 


NR_024945.1 


Clostridium gasigenes 


strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; Cl 


ostridium. 


240954 Bacteria_16S 
strain LMG 3413 1 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
240954 Bacteria_16S 2538210 2538165 1 46 gi 
strain VP-6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
240954 Bacteria_16S 2539615 2539570 1 46 gi 
strain VP-5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
240954 Bacteria_16S 2543790 2543745 1 46 gi 
palleronii strain CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria 
240954 Bacteria_16S 2545347 2545302 1 46 gi 
strain CCUG 2113 

Proteobacteria; B 
240954 Bacteria_16S 
strain ATCC 19624 


2532324 2532279 1 46 gi 


etaproteobacteria; Burkholderiales; Co: 
2546903 2546858 1 46 gi 
16S ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
240954 Bacteria_16S 2548462 2548417 1 46 gi 
meridiei strain S10 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptoc 
240954 Bacteria_16S 2549943 2549898 1 46 gi 
strain C-29 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
240954 Bacteria_16S 2551462 2551417 1 46 gi 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacill 
240954 Bacteria_16S 2556043 2555998 1 46 gi 
strain CIP 105469 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
240954 Bacteria_16S 2557609 2557564 1 46 gi 
strain CIP 105470 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
240954 Bacteria_16S 2559165 25591201 46 gi 
strain SR12 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
240954 Bacteria_16S 2560694 2560649 1 46 gi 
strain ILE-3 16S ribosomal RNA, partial sequence 
Synergistetes; Synergistia; Synergistales; Synergistace 
240954 Bacteria_16S 2562235 2562190 1 46 gi 
strain CIP 105259 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
240954 Bacteria_16S 2565261 2565216 1 46 gi 
acidaminophilum strain DSM 3953 16S ribosomal RNA, part 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clost 
240954 Bacteria_16S 2568339 2568294 1 46 gi 
strain AN1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
240954 Bacteria_16S 2569819 2569774 1 46 gi 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostri 
240954 Bacteria_16S 2571368 2571323 1 46 gi 
strain CIP 105274 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
240954 Bacteria_16S 2572926 2572881 1 46 gi 
methoxybenzovorans strain SR3 16S ribosomal RNA, partia 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Cl 
240954 Bacteria_16S 2576096 2576051 1 46 gi 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial 
asinigenitalis Bacteria; Proteobacteria; Betaproteobact 
240954 Bacteria_16S 2580489 2580444 1 46 gi 
strain CFML 96-198 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
240954 Bacteria_16S 2582055 2582010 1 46 gi 
strain CIP 104664 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
240954 Bacteria_16S 2583625 2583580 1 46 gi 
strain CIP 104883 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 


ma 
219857345 


rkholderi 


yphomonad 


yphomonad 


sequence 


Burkhol 


’ 


monadac 


2545 
monadac 


2547 


occaceae; 


nellaceae 


partial 
es; Bac 


’ 


al 


2554 
nadales; 
2556 


seudomona 


Eubacteri 


ae; Amino 

2561 
seudomona 
ia 
ri 


1 seque 
diales; 


rhizobiac 


se 
di 


quence 
ales; 


2570 
se 


1 
os 


sequenc 
tridial 


se 
er 


quence 
ia; 


2579 
se 


2580 
nadales; 
2582 


nadales; 


240954 Bacteria_16S 2585194 2585149 1 46 gi 
strain CFML 96-170 16S ribosomal RNA, partial sequence 


219857356 
6S ribosomal RNA, partial sequence 2531266 25327 


219857352 
2537193 25385 


219857351 
2538597 25399 


219857348 
219857347 
16S ribosomal RNA, partial sequence 2544276 25457 


ma 
219857346 


219857344 
2548929 25503 


219857343 


219857340 


219857339 


219857338 


2558106 25596 


219857337 
2559665 25611 


219857336 
219857291 
219857289 
2567339 25687 


219857288 


cl 
219857287 


udomonad 
219857286 
219857284 


Burk 
219857281 


udomonad 
219857280 


219857279 


219857278 


ref|NR_024944.1 


; Cupriavidu 
NR_024940.1 


aceae 


ref 


v 


NR_024939.1 


aceae 


ref 
ceae; 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


a 


d 


ae; Acidovorax. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024932.1 


e 


8 
e 


3 


tonella. 
NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024926.1 


Bar 
ref 
sequ 


v 


i 


9 
P 


5 
d 


um. 


ref |NR_024925.1 
acterium. 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024920.1 


b 


1 
d 


n 


ae; Nitrobacter 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref |NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref 


e 


2 


e 
e 


eriales; 
NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 


4 


9 
P 


5 
P, 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


s. 
Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Hyphomonas. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Hyphomonas. 


Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Eubacterium 
8 Eubacterium 
Eubacterium. 
Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Clostridium 
8 Clostridium 
ostridium. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Clostridium 
7 Clostridium 
e; Clostridium. 

Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 


ref|NR_024909.1 


Pseudomonas orientalis 


2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


240954 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


240954 Bacteria_16 


strain ATCC 43198 
Firmicutes; Lacto 


240954 Bacteria_16 


strain ATCC 51266 
Firmicutes; Lacto 


240954 Bacteria_16 


strain CIP 105273 
Proteobacteria; G 


240954 Bacteria_16 


strain CIP 105460 
Bacteria; Proteob 


240954 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


240954 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


240954 Bacteria_16S 


selangorensis str 
selangorensis Bac 


240954 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


240954 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


240954 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


240954 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


240954 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


240954 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


240954 Bacteria_16S 


campinasensis str 
campinasensis Bac 


240954 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


240954 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


240954 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


240954 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


240954 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


240954 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


2589880 2589835 1 46 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
s 2591459 2591414 1 46 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
s 2593033 2592988 1 46 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
s 2596032 2595987 1 46 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
s 2597598 2597553 1 46 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2599157 2599112 1 46 gi 


ridia; Clostridiales; 
2616129 2616084 1 


Peptococcaceae; 

46 gi 
ridia; Clostridiales; Clostridiales Fa 
2617713 2617668 1 46 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2619237 2619192 1 46 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2622267 2622222 1 46 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2623756 26237111 46 gi 

16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
2625329 2625284 1 46 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


2628417 2628372 1 46 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2634433 2634388 1 46 gi 
train MAE2 16S ribosomal RNA, partial 

acteria; Firmicutes; Bacillales; Plano 
2643696 2643651 1 46 gi 
ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 
2645237 2645192 1 46 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
2646781 2646736 1 46 gi 
asp 66 16S ribosomal RNA, partial seq 


2648301 2648256 1 46 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


2649786 2649741 1 46 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2651289 2651244 1 46 gi 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2652818 2652773 1 46 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2654304 2654259 1 46 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


gi 


Rhod 
gi 


Rhod 


240954 Bacteria_16S 


2661782 2661737 1 46 gi 


ia; Proteobacteria; Betaproteobacteria; 
240954 Bacteria_16S 


219857275 
25888 
cus. 

219857274 
25903 
cus. 

219857273 
25919 
cus. 

219857271 
25949 
se 
219857270 
25965 
nadales; P 
219857269 


16S ribosomal RNA, partial sequence 2598095 25994 


De 
219857255 


16S ribosomal RNA, partial sequence 2615060 26165 


mily XII. 

219857254 
al sequenc 
ctobacilla 
219857253 


2618180 26196 


ocyclaceae 
219857251 
ence 26212 
microbium. 
219857249 
26227 
les; Phyll 
219857248 
al sequenc 
acteria; X 


219857246 
nce 26273 
acillus. 
219857236 
sequence 
coccaceae; 
219857229 
uence 
cillaceae; 
219857228 
e 26441 
riales; Co 
219857227 
uence 

; Rhodocyc 
219857226 
quence 

; Thiotric 


, 


219857225 


2648722 26501 


ocyclaceae 
219857224 


2650247 2651682 Azosp 


pira. 
219857223 


2651733 26532 


ocyclaceae 
219857222 


2653267 26546 


ocyclaceae 
219857216 


udomonad 


ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024905.1 
79 2591887 Entero 


ref |NR_024904.1 
38 2593451 Entero 


ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024900.1 
um. 
ref|NR_024886.1 
Incertae Sedis; 
ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref |NR_024881.1 
00 2622680 Planom 


ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref|NR_024857.1 

2642624 264413 
Paenibacillus. 
ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy’ 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref |NR_024854.1 
2647248 264867 
hales; Piscirick 


ref |NR_024853.1 


; Az 
ref 
ira 


onexus. 
NR_024852.1 
oryzae Bacte 


ref |NR_024851.1 


; Az 
ref 


oarcus. 
NR_024850.1 
; Az 
ref 


oarcus. 
NR_024844.1 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
sulfotomacul 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Paralactobacillus 
9 Paralactobacillus 
acillus. 
Dechloromonas agitata 
agitata Bacteria; 


Planomicrobium 
icrobium mcmeekinii 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Gracilibacillus 
ibacillus halotolerans 


Planomicrobium 
1 Planomicrobium 


Paenibacillus 
1 Paenibacillus 


Hydrogenophaga 

enophaga intermedia 

drogenophaga. 
Propionivibrio 

7 Propionivibrio 

aceae; Propionivibrio. 
Thiomicrospira 

1 Thiomicrospira 

ettsiaceae; 


Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azospira oryzae strain 
ria; Proteobacteria; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Methylorhabdus 


multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 


240954 Bacteria_16S 2663163 2663118 1 46 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

240954 Bacteria_16S 2664610 2664565 1 46 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

240954 Bacteria_16S 2666172 2666127 1 46 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

240954 Bacteria_16S 2673713 2673668 1 46 gi|219857207|ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240954 Bacteria_16S 2675287 2675242 1 46 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

240954 Bacteria_16S 2676751 2676706 1 46 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 


strain Pd55 16S r 
E 
240954 Bacteria_16S 
juripiscarius str 
juripiscarius Bac 
240954 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
240954 Bacteria_16S 
straminisolvens s 
straminisolvens B 
240954 Bacteria_16S 
caldilitoris stra 
caldilitoris Bact 
240954 Bacteria_16S 


Proteobacteria; 


floricola strain 
Bacteria; 


Bacillales; Bacil 


240954 Bacteria_16S 
oxidotolerans str 


oxidotolerans Bac 


240954 Bacteria_16S 
strain AAO8 16S r 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
240954 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


240954 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


240954 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


240954 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


240954 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


240954 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


240954 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


Proteob 
240954 Bacteria_16S 
voinovskiensis st 
voinovskiensis Ba 
240954 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2679786 2679741 1 46 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2681325 2681280 1 46 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2682858 2682813 1 46 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
2690252 2690207 1 46 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
2696028 2695983 1 46 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2697570 2697525 1 46 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2699126 2699081 1 46 gi 


ta 


se 
ce 


1 
Ca 


se 
ri 


qu 
ce 


nce 
ri 


eq 
ac 


laceae; Bacillus. 
2706762 2706717 1 46 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2709723 2709678 1 46 gi 
ibosomal RNA, partial sequence 


eq 
le 


Ac 
2712664 2712619 1 46 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2718703 2718658 1 46 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


gi 


al 
ct 
2723246 2723201 1 


46 gi 


tes; Bacillales; Alicyclobacillaceae; Al 
2726340 2726295 1 46 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2729425 2729380 1 46 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2732460 2732415 1 46 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 

2744308 2744263 1 46 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 


qu 
ac 


s 
Ca 


ma. 
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2675717 26771 


219857203 


219857202 


219857201 


219857196 


219857191 


219857190 


219857189 


2698052 2699555 Ba 


219857184 


219857182 


2708714 27 


219857180 
2711598 27 


219857176 


219857173 


219857170 


2725265 27 


219857168 


219857166 


219857158 
2743252 27 
monad 


liaceae; 


quence 
ae; Lent 


sequence 
rnobacte 


quence 
diales; 


ence 


ae; Hydr 
e 26 


llale 


950 
S; 


uence 


eae; Ano 


cil 
uence 
s Family 


101 


etobacte 


129 


enc 
Bu 


sequ 
eria; 


27 
icycl 


221 
oba 


267 


ence 


illac 


equen 
rnobai 


ce 
cte 


447 
ace 


2750010 2749965 1 46 gi 


219857154 


eae; 


47 Lebetimonas acidiphila Bacteria; 
Lebetimonas. 
ref |NR_024831.1 
2678696 268021 
ibacillus. 
ref |NR_024830.1 
2680270 268176 
riaceae; Alkalib 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
NR_024824.1 
2689164 269065 
ogeni 
ref P 
10 2696445 Sa 
Acetobactera 


Lentibacillus 
9 Lentibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Clostridium 
8 Clostridium 
Clostridium. 

Hydrogenivirga 
5 Hydrogenivirga 


Saccharibacter 
ribacter floricola 
Saccharibacter. 
Anoxybacillus 

1 Anoxybacillus 


’ 


980 
cillus. 
NR_024817.1 
asahii Bacte 


Bacillus asahii strain 
ria; Firmicutes; 


NR_024812.1 
2705678 270719 


Exiguobacterium 
1 Exiguobacterium 
Incertae Sedis; Exiguobacterium. 
ref|NR_024810.1| Asaia krungthepensis 
24 Asaia krungthepensis Bacteria; 
raceae; Asaia. 
ref|NR_024808.1| Bacillus vietnamensis 
85 Bacillus vietnamensis Bacteria; 


ref |NR_024804.1 
e 2717632 271910 
rkholderiales; 0 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024798.1| Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 


Alicyclobacillus 
lobacillus pomorum 


ref |NR_024796.1 
2728379 272981 
3 Alicyclobacill 
ref|NR_024794.1 
2731401 273285 
riaceae; Marinilactibacillus. 
ref|NR_024786.1| Delftia tsuruhatensis 
07 Delftia tsuruhatensis Bacteria; 
ae; Delftia. 


Alicyclobacillus 

6 Alicyclobacillus 
us. 
Marinilactibacillus 
8 Marinilactibacillus 


nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Diaphorobacter. 


ref|NR_024782.1| Diaphorobacter 
2748935 2750455 Diaphorobacter 


240954 Bacteria_16S 


strain Yo-3 16S r 
Proteobacteria; A 


240954 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


240954 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


240954 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


240954 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


240954 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


240954 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


240954 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


240954 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


240954 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


240954 Bacteria_16S 


S60-1 16S ribosom 
Alphaproteobacter 


240954 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


240954 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


240954 Bacteria_16S 


strain 71 16S rib 
Proteobacteria; A 


240954 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


240954 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


240954 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


240954 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


240954 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


240954 Bacteria_16 


strain ATCC 13522 
Bacteria; Proteob 


240954 Bacteria_16 


strain ATCC 33616 
Bacteria; Proteob 


240954 Bacteria_16 


strain ATCC 49968 
Bacteria; Proteob 


2762086 2762041 1 46 gi|219857145 
ibosomal RNA, partial sequence 2761077 27624 
lphaproteobacteria; Rhodospirillales; Acetobacte 

2769593 2769548 1 46 gi| 219857138 
S ribosomal RNA, partial sequence 2768556 27700 
lales; Bacillaceae; Bacillus. 

2778810 2778765 1 46 gi| 219857131 


rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2781744 2781699 1 46 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2786291 2786246 1 46 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2787871 2787826 1 46 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

2789426 2789381 1 46 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2792324 2792279 1 46 gi 


16S ribosomal RNA, partial sequence 2791299 27 


ridia; Clostridiales; Lachnospiraceae; 
2793699 2793654 1 46 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2795241 2795196 1 46 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
2810327 2810282 1 46 gi 
al RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae 
2816316 28162711 46 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2823904 2823859 1 46 gi 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 
2825373 2825328 1 46 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

2836063 2836018 1 46 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2846732 2846687 1 46 gi 
7 16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiales Fa 
2848266 2848221 1 46 gi 


2780730 27 


equence 
acillaceae 
219857129 
821 
otrichacea 
219857126 
ial sequen 
clobacilla 
219857125 
ce 27867 
Alicycloba 
219857124 
ce 27883 
nibacil 
219857122 
926 
Coprococc 
219857121 
sequence 
iales; Clo 
219857120 
sequence 
idiales; C 
219857110 


2809318 2810728 Asaia 


; Asaia. 
219856913 
equence 
ia; Pseudo: 


’ 


219856908 
uence 

ceae; Hydr 
219856907 


2824364 28257 


Acetobacte 
219856900 
ence 28349 
riales; Bu 
219856893 
28456 
mily XIII. 
219856892 


16S ribosomal RNA, partial sequence 2847193 28487 


etaproteobacteria; Burkholderiales; Co: 
2851388 2851343 1 46 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2852957 2852912 1 46 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
Ss 2854491 2854446 1 46 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
Ss 2857636 2857591 1 46 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
Ss 2859174 2859129 1 46 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


240954 Bacteria_16S 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 


2860675 2860630 1 46 gi 


mamonadace 
219856890 
1 sequence 
ia; Pseudo: 


’ 


219856889 
28518 
nadales; X 
219856888 
28534 
nadales; P 
219856886 
28565 
nadales; X 
219856885 
28581 
nadales; P 
219856884 


lus. 


ref|NR_024773.1| Kozakia baliensis 
91 Kozakia baliensis Bacteria; 
raceae; Kozakia 
ref|NR_024766.1| Bacillus okuhidensis 
07 Bacillus okuhidensis Bacteria; 


Paenibacillus 
8 Paenibacillus 


ref|NR_024759.1 
2777747 277920 
; Paenibacillus. 
ref|NR_024757.1| Thiothrix flexilis 
46 Thiothrix flexilis Bacteria; 
e; Thiothrix. 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref |NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024752.1 
65 2789727 Paenib 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Paenibacillus 
acillus koleovorans 


ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 
us. 
ref|NR_024749.1 
2792664 279412 
stridiaceae; Clo 
ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
lostridiaceae; Alkaliphilus. 
ref|NR_024738.1| Asaia siamensis strain 


Clostridium 
8 Clostridium 
stridium. 


siamensis Bacteria; Proteobacteria; 
ref|NR_024734.1] Pseudomonas 
2815260 2816748 Pseudomonas 
monadales; Pseudomonadaceae; 
ref|NR_024729.1|] Hydrogenobacter 
2822817 2824313 Hydrogenobacter 
ogenobacter. 
ref|NR_024728.1| Asaia bogorensis 
74 Asaia bogorensis Bacteria; 
raceae; Asaia. 
ref|NR_024721.1| Burkholderia 
92 2836452 Burkholderia kururiensis 
rkholderiaceae; Burkholderia. 
ref|NR_024712.1| Mogibacterium vescum 
66 2847142 Mogibacterium vescum Bacteria; 


Incertae Sedis; Mogibacterium. 
ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
ae; Delftia. 
ref|NR_024709.1] Pseudomonas 

2850317 2851835 Pseudomonas 
monadales; Pseudomonadaceae; 
ref|NR_024708.1| Pseudomonas geniculata 
86 2853382 Pseudomonas geniculata 
anthomonadaceae. 
ref|NR_024707.1| Pseudomonas savastanoi 
33 2854934 Pseudomonas savastanoi 
seudomonadaceae; Pseudomonas. 
ref|NR_024705.1| Pseudomonas cissicola 
57 2858059 Pseudomonas cissicola 
anthomonadaceae; Xanthomonas. 
ref|NR_024704.1| Pseudomonas lundensis 
10 2859620 Pseudomonas lundensis 
seudomonadaceae; Pseudomonas. 
ref|NR_024703.1] Pseudomonas 


2859671 2861120 Pseudomonas 


carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 


240954 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


240954 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


240954 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


240954 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


240954 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


240954 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


240954 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


240954 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


240954 Bacteria_16S 


halophilum strain 
halophilum Bacter 


240954 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


240954 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


240954 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


240954 Bacteria_16S 


phaeum strain PB 
Firmicutes; Clost 


240954 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 


nitritogenes stra 
nitritogenes Bact 


240954 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; Clost 


240954 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


240954 Bacteria_16S 


strain IAM 14848 
Actinobacteria; A 


240954 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


240954 Bacteria_16S 


pasteuri strain A 
pasteuri Bacteria 


240954 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


240954 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 
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2862242 2862197 1 46 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2865295 2865250 1 46 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


2 
1 
a; 

2 
s 


a; 


2868414 2868369 1 46 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


se 
B 


2869982 2869937 1 46 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2871562 2871517 1 46 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2873141 2873096 1 46 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2874729 2874684 1 46 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2876304 2876259 1 46 gi 


ar 
ci 


gi 


s 
ba 


19856883 


sequence 
Burkhol 


19856881 


equence 
Sphingo 


219856879 


quence 
urkholde 


219856878 
tial seq 


llaceae; 


219856877 
2870477 28720 


219856876 
2872057 28735 


219856875 


equence 
cillus. 


219856874 
6S ribosomal RNA, partial sequence 2875223 28767 


delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 


delphini Bacteria 


; Firmicutes; Bacillales; Staphylococcus 


ref|NR_024702.1 
2861171 286267 
deriales; Comamo 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


ref |NR_024698.1 
2867356 286884 
riales; Oxalobac 


ref 
uenc 
Bac 

ref 


NR_024697.1 
e 286889 
illus; Bacil 
NR_024696.1 


ref |NR_024695.1 


ref|NR_024694.1 
2873633 287517 


ref|NR_024693.1 


Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


2913371 291486 


lales; Bacillaceae; Bacillus. 

2877886 2877841 1 46 gi|219856873|ref|NR_024692.1| Salimicrobium 

DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 

ia; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

2879452 2879407 1 46 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
somal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
laceae; Bacillus. 

2881018 2880973 1 46 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
lales; Bacillaceae; Bacillus. 

2882569 2882524 1 46 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
lales; Bacillaceae; Bacillus. 

2884119 2884074 1 46 gi|219856869|ref|NR_024688.1| Thermacetogenium 
16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
ridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

2885582 2885537 1 46 gi|219856866|ref|NR_024685.1| Sphingomonas 
S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 

Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

2886983 2886938 1 46 gi|219856865|ref|NR_024684.1| Eubacterium 
in JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
eria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2888508 2888463 1 46 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
6S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2890032 2889987 1 46 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
6S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2900582 2900537 4 49 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 
16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 

2908287 2908242 1 46 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
a; Firmicutes; Bacillales; Staphylococcus. 

2909833 2909788 1 46 gi|219856850|ref|NR_024669.1| Staphylococcus 
TCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
; Firmicutes; Bacillales; Staphylococcus. 

2911377 2911332 1 46 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
n ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
ria; Firmicutes; Bacillales; Staphylococcus. 

2912919 2912874 1 46 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 

16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
tes; Bacillales; Staphylococcus. 

2914463 2914418 1 46 gi| 219856847 |ref|NR_024666.1| Staphylococcus 


3 Staphylococcus 


240954 Bacteria_16S 


strain ATCC 35538 
Bacteria; 


thermoluteolus st 


thermoluteolus Bacteria; 


Hydrogenophilus. 


240954 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


240954 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


240954 Bacteria_16S 


strain GTC848 16S 
Firmicutes; 


multivorum strain 


multivorum Bacteria; Proteobacteria; Alphaproteobacteri 


Acidiphilium. 


240954 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


240954 Bacteria_16S 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


240954 Bacteria_16S 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


240954 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


240954 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


240954 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


240954 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


240954 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


240954 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


240954 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


240954 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


240954 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
Ss; 


caldus strain KU 


Proteobacteria; G 


Firmicutes; 
240954 Bacteria_16S 

arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
arlettae Bacteria; 
240954 Bacteria_16S 


Lactobacillales; 
240954 Bacteria_16S 


2916006 2915961 1 46 gi 
16S ribosomal RNA, partial sequence 

Bacillales; Staphylococcus. 
2917548 2917503 1 46 gi 
Firmicutes; Bacillales; Staphylococc 
2919060 2919015 1 46 gi 
rain TH-1 16S ribosomal RNA, partial s 
Proteobacteria; Betaproteobact 


2920587 2920542 1 46 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2923678 2923633 1 46 gi 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2925181 2925136 1 46 gi 
ribosomal RNA, partial sequence 
Streptococcaceae; Streptoc 
2937068 2937023 1 46 gi 
AIU 301 16S ribosomal RNA, complete s 


2956729 2956684 1 46 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
3 Microbacterium. 

2958187 2958142 1 46 gi 
FO 15038 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 


2959648 2959603 1 46 gi 
FO 15074 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 


2962756 29627111 46 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2965796 2965751 1 46 
bosomal RNA, partial sequence 


gi 


Streptoc 
gi 


Sphingomonadales; 

2971917 2971872 1 46 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


2973432 2973387 1 46 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; 


2974994 2974949 1 46 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2976526 2976481 1 46 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2984174 2984129 1 46 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2994738 2994693 1 46 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

2996298 2996253 1 46 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
2997841 2997796 1 46 gi 


gi 


ammaproteobacteria; Acidithiobacillale 


240954 Bacteria_16S 


equence 
us 


equence 


er 


1 
cteria; 


nc 
nadales; 


2924131 29254 
oc 


equence 


a; 


ia 
ae; 


quence 
ti 


quence 
tinomyceta 


2961676 296 
oc 
2964771 29662 
Sphingomon 


baa § 


al 
Gammaproteobacter 


2973936 29754 
seudomonad 


2975480 29769 
cl 


2983106 29845 


quence 
ia 


ic 


2999373 2999328 1 46 gi 


219856846 
29149 


219856845 


219856844 


ia; Hydr 


219856843 
sequence 
Ps 


219856841 
e 29226 
xX 
219856840 


cus. 
219856832 


Rhodosp 
219856819 
1 sequen 
Actino: 
219856818 


nomyceta 


219856817 


219856815 

31 
cus. 
219856812 


219846942 
sequence 
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240954 Bacteria_16S 3000945 3000900 1 46 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

240954 Bacteria_16S 3002510 3002465 1 46 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

240954 Bacteria_16S 3004026 3003981 1 46 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
240954 Bacteria_16S 3005536 3005491 1 46 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

240954 Bacteria_16S 3011437 3011392 1 46 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

240954 Bacteria_16S 3014567 3014522 1 46 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

240954 Bacteria_16S 3025108 3025063 1 46 gi|219846907|ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

240954 Bacteria_16S 3026528 3026483 1 46 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
240954 Bacteria_16S 3028104 3028059 1 46 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
240954 Bacteria_16S 3029633 3029588 1 46 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

240954 Bacteria_16S 3032689 3032644 1 46 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 3034210 3034165 1 46 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 3035737 3035692 1 46 gi|219846899|ref|NR_026491.1| Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
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cteridae; Actinomycetales; Micr 
3136632 3136587 1 219846831 


equence 


219846824 
3146120 31475 
Deinoco 
219846822 
equence 


219846821 
16S ribosomal RNA, partial seque 
Deltaproteobacte 


219846819 


219846818 


219846817 


219846815 


omonadal 
219846812 
3164429 316 
Lactobac 
219846810 


0551 16S ribosomal 
inococcus-Thermus; 


3168547 3168502 1 


0539 16S ribosomal 
inococcus-Thermus; 


3170063 3170018 1 


nococci; 


teobacteria; 


ostridia; 


mal RNA, partial sequence 
Chromatiales; 
3174631 3174586 1 


RNA, partial 
Deinococci; 
46 gi 
RNA, partial 
Deinococci; 
46 gi 


20540 16S ribosomal RNA, parti 
Deinococcus-Thermus; 
3171580 3171535 1 


46 gi 
Deinoco 
46 gi 
Chro: 


46 gi 


ribosomal RNA, partial sequence 
Thermoanaerobacterale 
177707 3177662 1 


46 gi 


Deinococci; 


s 
De 


s 
De 


al 


v 


cc 


ma 


Ss; 


219846809 


219846808 


219846807 
somal RNA, partial sequence 3170548 31720 
Deinococcales; 
3173113 3173068 1 219846 


3172065 31735 


219846 


sequence 
ia; Rhiz 


equence 
a; Rhizo 


nce 
Rhizobi 


sequenc 
Rhizob 


’ 


equence 
Rhizob 


, 


occineae 


’ 


Desulf 


aceae; D 


Chromat 


nce 


a; Desul 


ce 31537 
caceae; 
quence 
ostridia 
uence 
s; Lachn 
31599 
es 


59 
lus. 


equence 
inococca 


equence 
inococca 


sequenc 
Deinococ 


aceae; D 
806 


tiaceae; 

805 
31735 

Thermoa 


219846 


ref|NR_026431.1 
123738 312518 


obiales; Hyphomi 


w 


ref |NR_026430.1 
3125234 312665 
biales; Hyphomic 


ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


w 


ref |NR_026425.1 


; De 
ref 


rmacoccaceae 
NR_026423.1 
135552 313703 
obacterales; Des 


w 


ref |NR_026416.1 


einococcus. 
ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
ref |NR_026413.1 
150676 315218 
fovibrionales; D 


Ww 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref|NR_026410.1 

3155325 315690 
les; Peptococcac 
ref |NR_026409.1 

3156952 315844 
ospiraceae. 
ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref |NR_026404.1 
45 Lactobacillus 


ref|NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
les; Deinococcac 
ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026399.1 


Ww 


les; 
ref 


Ww 


eino 
ref 


coccus. 
NR_026398.1 


Thi 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 


803 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Mesorhizobium 
6 Mesorhizobium 


teriaceae; 


Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Desulfosporosinus 
osporosinus orientis 
s. 
Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Desulfotomaculum 
6 Desulfotomaculum 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Deinococcus 
5 Deinococcus 
eae; Deinococcus. 
Deinococcus 
1 Deinococcus 
eae; Deinococcus. 
Deinococcus 
7 Deinococcus 
aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
orhodococcus. 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 


’ 


ref|NR_026395.1 


Pseudomonas graminis 


strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


240954 Bacteria_16S 


strain ATCC 70062 
Firmicutes; 


strain LMG 471 16 
Proteobacteria; 


strain LMG 8678 1 
Proteobacteria; 


strain LMG 947 16 
Proteobacteria; 


strain LMG 673 16 
Proteobacteria; 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


240954 Bacteria_16S 


strain LMG 690 16 
Proteobacteria; 


strain LMG 733 16 
Proteobacteria; 


strain LMG 847 16 
Proteobacteria; G 


240954 Bacteria_16S 


strain LMG 8670 1 
Proteobacteria; G 


240954 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; G 


240954 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


240954 Bacteria_16S 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


240954 Bacteria_16S 


strain IFO 10550 
Proteobacteria; A 


240954 Bacteria_16S 


strain IFO 15498 
Proteobacteria; A 


240954 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


240954 Bacteria_16S 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
240954 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 
240954 Bacteria_16S 
JW265 16S ribosomal RNA, partial sequ 
Syntro 


lipolytica strain 
Bacteria; Firmicu 


240954 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


240954 Bacteria_16S 


strain TagT2C 16S 
Proteobacteria; A 


Lacto 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


3180652 3180607 1 46 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3182201 3182156 1 46 gi 
S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; 
3183753 3183708 1 46 gi 
6S ribo 
ammaproteobacteria; Xanthomonadales; 
3185305 3185260 1 46 gi 
S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; 
3186857 3186812 1 46 gi 
S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; 
3188409 3188364 1 46 gi 
n LMG 9 
ria; Pr 


oteobacteria; 


3189961 3189916 1 46 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; 
3191513 3191468 1 46 gi 
S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; 
3193065 3193020 1 46 gi 
S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; 
3194615 3194570 1 46 gi 
6S ribo 
ammapro 


gi 


teobacteria; Xanthomonadales; 
3196167 3196122 1 46 gi 
S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; 
3197645 3197600 1 46 gi 
RB16-17 
a; Prot 


3199127 3199082 1 46 gi 


3209577 3209532 1 46 gi 
lphaproteobacteria; Sphingomonadales; 
3211069 3211024 1 46 gi 


lphaproteobacteria; Sphingomonadales; 


3217142 3217097 1 46 gi 
tes; Lactobacillales; 


3221707 3221662 1 46 gi 


3223226 3223181 1 46 gi 
train Wlr3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobac 
3235314 3235269 1 


46 gi 


tes; Clostridia; Clostridiales; 
3238468 3238423 1 46 gi 
PerGlyS 16S ribosomal RNA, complete s 


ia; Proteobacteria; Deltaproteobacteri 


3239965 3239920 1 46 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 


gi 


240954 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


3241402 3241357 1 46 gi 
ibosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


xX 


xX 


xX 


xX 


11 16S ribosomal RNA, partial s 
Gammaproteobacter 


xX 


xX 


16S ribosomal RNA, partial seq 
eobacteria; Alphaproteobacteria 


in S69 16S ribosomal RNA, partial sequ 
Streptococcaceae; 


an 


an 


an 


ue 


’ 


ia 
(ong 


Sp 


Sp 


en 


v 


en 
ri 


se 
te 
en 
ph 


eq 
a; 


ob 


219846801 


219846 
3181138 31826 
an 
219846 
somal RNA, partial sequence 3182688 31841 
an 
219846 
3184240 31857 
an 
219846 
3185792 31872 
an 
219846796 
eq 
ia; 


219846795 
3188896 31903 
an 
219846 
3190448 31919 
an 
219846 
3192000 31935 
4 
219846 
somal RNA, partial sequence 3193552 31950 
x 
219846 
3195102 31966 

x 
219846790 


219846789 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 


219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
219846776 


219846773 


219846772 


219846764 


219846762 


219846761 
3238968 32403 


ref |NR_026393.1 
3179583 3181087 Fackl 


800|ref|NR_026392.1 
thomonad 


799 


acea 
ref 


e; Xanthomo 
NR_026391.1 


thomonad 
798 


acea 
ref 


e; Xanthomo 
NR_026390.1 


thomonad 
797 


acea 
ref 


e; Xanthomo 
NR_026389.1 


thomonadaceae; Xanthomon 
ref|NR_026388.1 
3187344 318884 


monadales; Xanth 


uence 
Xantho: 


v 


ref |NR_026387.1 


thomonad 
794 


acea 
ref 


e; Xanthomon 
NR_026386.1 


thomonad 
793 


acea 
ref 


e; Xanthomon 
NR_026385.1 


thomonad 
792 


acea 
ref 


e; Xanthomon 
NR_026384.1 


thomonad 
791 


acea 
ref 


e; Xanthomon 
NR_026383.1 


thomonadacea 


ref 


e; Xanthomon 
NR_026382.1 
nce 196654 319807 
Sphingomonadales; Sphing 


Ww 


ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


1 sequen 
eria; Rh 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref |NR_026364.1 

3222170 322363 
kholderiales; Ox 


hingomon 


hingomon 


ce 32160 
Streptoc 


ce 32206 
ales; Ox 


quence 
ria; Bur 


ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref|NR_026354.1 

3237371 323891 
bacterales; Desu 


ce 32342 
omonadac 


uence 
Desulfo 


ref|NR_026353.1 


acteraceae; Xanthobacter 


Th 


219846760 
3240430 3241833 Thermobrachium celere Bacteria; 


ref 


a 


Facklamia hominis 
mia hominis Bacteria; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
n 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
n 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
n 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 

5 Xanthomonas 

omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Sandaracinobacter 

0 Sandaracinobacter 

omonadaceae; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Streptococcus 
ococcus thoraltensis 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Desulfofustis 

7 Desulfofustis 
lfobulbaceae; 


Xanthobacter tagetidis 


79 Xanthobacter tagetidis Bacteria; 


Thermobrachium celere 


NR_026352.1 


ermobrachium. 


240954 Bacteria_16S 


ATCC19120 16S rib 


3246055 3246010 1 


46 


osomal RNA, partial sequence 


gi|219846757 
3244997 32464 


ref|NR_026349.1| Listeria grayi strain 
22 Listeria grayi Bacteria; Firmicutes; 


Bacillales; 


aeronauticum Bact 


240954 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


240954 Bacteria_16S 


strain LMG 2142 1 


australicum strai 
australicum Bacte 


240954 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


240954 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


240954 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


240954 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


240954 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


240954 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


240954 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


240954 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


240954 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


240954 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


240954 Bacteria_16S 


strain LMG 5743 1 
Proteobacteria; G 


240954 Bacteria_16S 


strain LMG 5047 1 
Proteobacteria; G 


240954 Bacteria_16S 


strain LMG 708 16 
Proteobacteria; G 


240954 Bacteria_16S 


strain LMG 538 16 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
240954 Bacteria_16S 3295886 3295841 1 46 gi| 219846724 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xantho 
Xanthomonas. 

240954 Bacteria_16S 3297413 3297368 1 46 gi| 219846723 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 32963 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
240954 Bacteria_16S 3298939 3298894 1 46 gi| 219846722 


hydrogenotrophica 
hydrogenotrophica 


Liste 
240954 Bacteria_16S 
aeronauticum stra 


ridia; Clostridiales; cl 


3262425 3262380 1 


Clostridiaceae; 
46 gi 


ridia; Clostridiales; 
3274565 32745201 


Clostridiaceae; Cl 


46 gi 
ridia; Clostridiales; Eu 
3276074 3276029 1 


Eubacteriaceae; 

46 gi 
ridia; Clostridiales; Eubacteriaceae; 
3277593 3277548 1 46 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3279102 3279057 1 46 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3280621 3280576 1 46 gi 


Ac 


le 


qu 


ridia; Clostridiales; Eubacteriaceae; Ac 
3282140 3282095 1 46 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283664 3283619 1 46 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 


3285189 3285144 1 46 gi 


s 
ia 


qu 
es 


ridia; Clostridiales; 
3286702 3286657 1 


Eubacteriaceae; 
46 gi 


Ac 


ridia; Clostridiales; 
3289707 3289662 1 


Clostridiaceae; Cl 


46 gi 


ammaproteobacteria; Xanthomonadales; X 
3291232 3291187 1 46 gi 


an 


ammaproteobacteria; Xanthomonadales; xX 
3292784 3292739 1 46 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3294336 3294291 1 46 gi 
S ribosomal RNA, partial sequence 


an 


an 


240954 Bacteria_16S 


219846737 
6S ribosomal RNA, partial sequence 3275046 32765 


219846736 
eq 


219846735 
es; 
219846734 
6S ribosomal RNA, partial sequence 3279583 32810 


219846733 
219846732 
219846731 


6S ribosomal RNA, partial sequence 3284145 32856 


219846730 
16S ribosomal RNA, partial sequence 3285670 32871 


219846728 
6S ribosomal RNA, partial sequence 3288642 32901 


219846727 
6S ribosomal RNA, partial sequence 3290167 32916 


219846726 
3291719 32932 


219846725 
3293271 32947 


bacteriu 


etobacte 


uence 
s; Eubac 


ence 
Eubact 


’ 


etobacte 


equence 
les; Eub 


ence 
Eubact 


v 


etobacte 


ostridiu 


thomonad 


thomonad 


thomonad 


strain S5a36 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Clostridia; Clostridiales 
3300449 3300404 1 46 gi|219846721 


ostridiu 
219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 


ostridiu 
219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


riaceae; Listeria. 
3247505 3247460 1 46 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
in DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
eria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
3249021 3248976 1 46 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
bosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 


m. 
ref |NR_026338.1| Sphingomonas trueperi 
78 Sphingomonas trueperi Bacteria; 


Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
3263948 3263903 1 46 gi|219846745|ref|NR_026337.1| Pedomicrobium 
n IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 


ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
3265467 3265422 1 46 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
osomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 


m. 
ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 
m. 
ref |NR_026329.1| Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetobacterium. 
ref |NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 
3282621 328409 
eriaceae; Acetobacterium. 
ref|NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
rium. 
ref|NR_026322.1| Clostridium pascui 
40 Clostridium pascui Bacteria; 
m. 
ref|NR_026320.1| Xanthomonas populi 
16 Xanthomonas populi Bacteria; 
aceae; Xanthomonas. 
ref|NR_026319.1|] Xanthomonas oryzae 
68 Xanthomonas oryzae Bacteria; 
aceae; Xanthomonas. 
ref|NR_026318.1| Xanthomonas fragariae 
20 Xanthomonas fragariae Bacteria; 
aceae; Xanthomonas. 
ref|NR_026317.1| Xanthomonas axonopodis 
72 Xanthomonas axonopodis Bacteria; 
aceae; Xanthomonas. 
ref|NR_026316.1] Xanthomonas 
3294823 3296322 Xanthomonas 
monadales; Xanthomonadaceae; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium 
2 Acetobacterium 


Acetobacterium 
0 Acetobacterium 
tobacterium. 

Acetobacterium 
4 Acetobacterium 


ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_026314.1 
e 3297885 329934 
; Blautia. 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 

2 Blautia 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Methylophaga. 


ref |NR_026313.1| Methylophaga 
3299393 3300879 Methylophaga 


240954 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


strain B 16S ribo 
Clostridia; Clost 


240954 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


240954 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


240954 Bacteria_16S 


strain 301 16S ri 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


240954 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


240954 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


240954 Bacteria_16S 


strain DSM 7083 1 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


240954 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


240954 Bacteria_16S 


halophilus strain 
halophilus Bacter 


240954 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


240954 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


240954 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


240954 Bacteria_16S 


strain M17C 16S r 


thalassica strain 
thalassica Bacter 
Methylophaga. 


240954 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


240954 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


240954 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


240954 Bacteria_16S 


3301980 3301935 1 46 gi 


ridiales; Blautia. 


3308154 3308109 1 46 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3309616 3309571 1 46 gi 
bosomal RNA, partial sequence 


3312565 33125201 46 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3323237 33231921 46 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 
3350587 3350542 1 


46 gi 
etaproteobacteria; Burkholderiales; Bu 
3355192 3355147 1 46 gi 
rain CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 

3356752 3356707 1 


46 gi 


3358315 3358270 1 46 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3359879 3359834 1 46 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3361463 3361418 1 46 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3363030 3362985 1 46 gi 

lales; Bacillaceae; Salimicrobium. 

3364547 3364502 1 46 gi 
SM 4136 16S ribosomal RNA, partial seq 
; Verrucomicrobia; Verrucomicrobiae; V 
3366072 3366027 1 46 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3378117 3378072 1 46 gi 
ibosomal RNA, partial sequence 


3382743 3382698 1 46 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


3384281 3384236 1 46 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3388792 3388747 1 46 gi 


ammaproteobacteria; Chromatiales; Chro 
3396223 3396178 1 46 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


219846720 


219846719 


3303550 3303505 1 46 gi 
6S ribosomal RNA, complete sequence 3302462 33040 
lales; Salinicoccus. 


219846716 
ence 33071 
les; Xanth 
219846715 


3308619 33100 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
240954 Bacteria_16S 


obacterace 
219846712 


3311548 33129 


Sphingomon 
219846704 
al sequenc 
erobactera 


219846684 


6S ribosomal RNA, partial sequence 3349528 33510 


rkholderia 
219846680 
ete sequen 
ae; Actino 


, 


219846679 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
240954 Bacteria_16S 


ococcineae 
219846678 
1 sequence 
e; 


219846677 
sequence 
Actinomy 


v 


219846676 
sequence 

e; Marinoc 
219846675 


16S ribosomal RNA, partial sequence 3361953 33634 


219846674 
uence 
errucomicr 


219846673 
tial seque 
ridiales; 

219846664 


3377063 33785 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
240954 Bacteria_16S 


ococcineae 
219846661 
e sequence 
a; Thiotri 


219846660 
33832 
ciricketts 
219846653 


16S ribosomal RNA, partial sequence 3387742 33891 


matiaceae; 
219846648 
ence 33951 
ales; Micr 


3399253 3399208 1 46 gi 


219846646 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


Actinomycet 


Blautia schinkii 
eria; Firmicutes; 


ref 
ias 


NR_026312.1 
chinkii Bact 


ref|NR_026311.1| Salinicoccus roseus 
04 Salinicoccus roseus Bacteria; 


ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xanthobacter. 
ref|NR_026307.1| Xanthobacter flavus 
30 Xanthobacter flavus Bacteria; 

ae; Xanthobacter 
ref|NR_026304.1| Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
adaceae; Sphingobium. 

ref|NR_026296.1| Thermoanaerobacterium 
e 3322195 3323672 Thermoanaerobacterium 
les; Thermoanaerobacterales Family III. 


Xanthobacter 
bacter autotrophicus 


ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 

ceae; Paucimonas 
ref |NR_026272.1 
ce 3354134 335564 
mycetales; Micro 


Brachybacterium 
5 Brachybacterium 
coccineae; 


ref|NR_026271.1| Dermabacter hominis 

06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 

ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 

ales; Micrococcineae; 


ref |NR_026269.1 
3358821 336033 
cetales; Microco 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Marinococcus 
2 Marinococcus 


ref |NR_026268.1 
3360383 336190 
occus. 
ref |NR_026267.1 
41 Salimicrobium 


Salimicrobium album 
album Bacteria; 


ref |NR_026266.1 
3363492 336498 
obiales; Verruco 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Caloramator 
4 3366453 Caloramator 
Clostridiaceae; Caloramator. 
ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 
Dermacoccaceae; Kytococcus. 
NR_026253.1| Methylophaga 
3381669 3383157 Methylophaga 
Piscirickettsiaceae; 


ref 
nce 


NR_026265.1 
336503 


’ 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylophaga. 
ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 

ref|NR_026240.1| Promicromonospora 
98 3396650 Promicromonospora citrea 
ococcineae; Promicromonosporaceae; 


Methylophaga marina 
ophaga marina Bacteria; 


ref |NR_026238.1] Arthrobacter 
3398202 3399685 Arthrobacter 


240954 Bacteria_16S 


strain DSM 20167 


pfennigii strain 


pfennigii Bacteri 


Syntrophobacter. 


240954 Bacteria_16S 


strain ATCC 33048 
Bacteria; 


strain NCTC 10951 


Actinobacteria; Actinobac 
240954 Bacteria_16S 


strain CIP 103259 


Actinobacteria; Actinobac 
240954 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


240954 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


240954 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


240954 Bacteria_16S 


strain DSM 20315 


strain DSM 20541 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
240954 Bacteria_16S 


strain DSM 20546 


strain DSM 20545 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


240954 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


240954 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


240954 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
240954 Bacteria_16S 


acetireducens str 
acetireducens Bac 


240954 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


240954 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


240954 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


240954 Bacteria_16S 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 


Firmicu 
240954 Bacteria_16S 


3400788 3400743 1 46 gi 


3408477 3408432 1 46 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria; 
3411539 34114941 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3413060 3413015 1 46 gi 
16S ribosomal RNA, partial sequence 
teridae; Actinomycetales; Acti 
3414522 3414477 1 46 gi 
16S ribosomal RNA, partial sequence 
teridae; Actinomycetales; Acti 
3417472 3417427 2 47 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 
3418915 3418870 1 46 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


46 gi 


ti 


v 


3446958 3446913 1 46 gi 


ridia; Clostridiales; cl 


3453194 3453149 1 


Clostridiaceae; 
46 gi 


oc 


3457778 3457733 1 46 gi 
oc 
3459272 3459227 1 46 gi 
ain DSM 20168 16S ribosomal RNA, parti 


teria; Actinobacteria; Actinobacterida 


al 
e; 
3462314 3462269 1 46 gi 
oc 


3465360 3465315 1 46 gi 
oc 
3466882 3466837 1 46 gi 
DSM 20123 16S ribosomal RNA, partial 


ia; Actinobacteria; Actinobacteridae; 


se 
Ac 


3471450 3471405 1 46 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


3480551 3480506 1 46 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3482026 3481981 1 46 gi 
16S ribosomal RNA, partial sequence 


1 


no 
3483485 3483440 1 46 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3489725 3489680 1 46 gi 


al 
di 


eltaproteobacteria; Desulfuromonadales; 


3501700 3501655 1 46 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3507712 3507667 1 46 gi 
DSM 20166 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
240954 Bacteria_16S 


oc 
219846640 
eq 


219846637 


ne 
219846636 


no 
219846635 


no 
219846633 


ae 


219846632 
qu 


219846612 
6S ribosomal RNA, partial sequence 3445905 34473 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
240954 Bacteria_16S 219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


240954 Bacteria_16S 219846603 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


240954 Bacteria_16S 219846599 


16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
240954 Bacteria_16S 


219846598 
219846595 
Actinomyc 
219846589 
Actinomyc 


219846588 
219846587 
219846583 


6S ribosomal RNA, partial sequence 3488653 34901 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 


219846571 


ref |NR_026237.1 
13 Arthrobacter 
occineae; Micrococcacea 
ref |NR_026232.1 
3407396 340888 

n 


obacterales; Sy 


uence 
Syntroph 


ref|NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026228.1 
06 3413422 Actin 
; Actinomycetace 
ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref|NR_026225.1 
nce 341641 
myce Actin 


34104 
llaceae; 


34120 
mycineae 


34134 
mycineae 


al seque 
Actino: 


‘ tales; 


ref |NR_026224.1 
3417892 341936 
rillales; Acetob 


ence 
Rhodospi 


ref|NR_026204.1 


ostridium. 


ref|NR_026200.1 


; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
occineae; Micrococcacea 
ref|NR_026195.1 
sequence 3458220 345969 
Actinomycetales; Microc 


occineae 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


occineae 


occineae 


quence 
tinomyce 


ref|NR_026187.1 
3470399 347186 
etales; Micrococ 


equence 


ref|NR_026181.1 
3479494 348091 
etales; Actinomy 


sequence 


ref|NR_026180.1 
3480966 3482380 Actino 
mycineae; Actinomycetace 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026167.1 


sequenc 
ales; Cl 


Desulfur 


ostridium. 
ref|NR_026163.1 
3506673 350814 


ales; Micrococci 


uence 
inomycet 


, 


3509233 3509188 1 46 gi 


219846570 


e: 


Arthrobacter sulfureus 


sulfureus Bacteria; 
e: 


Arthrobacter. 
Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


v 


Dialister pneumosintes 
ter pneumosintes 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Gluconobacter 
7 Gluconobacter 


acteraceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


v 


Arthrobacter ramosus 


ramosus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces 
5 Actinomyces 
cineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Clostridium 

2 Clostridium 

ostridium. 

Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Clostridium celatum 


49 Clostridium celatum Bacteria; 


Microbacterium 
1 Microbacterium 
neae; Microbacteriaceae; 


ref |NR_026162.1 
3508192 350966 


Microbacterium 
5 Microbacterium 


liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


240954 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


240954 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


240954 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


240954 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


240954 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


240954 Bacteria_16S 


homopropionicum s 
homopropionicum B 


240954 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


240954 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


; Microbacterium. 

3512277 3512232 1 46 gi 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


qu 
ti 


, 


3519921 3519876 1 46 gi 
16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; My 
3521461 3521416 1 46 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


co 


s 
ri 


3522991 3522946 1 
6S ribosomal 
etaproteobac 


46 gi 


Rhod 
gi 


teria; Rhodocyclales; oc 
3525961 3525916 1 46 
6S ribosomal 
ridia; Clostridiales; 
3530561 3530516 1 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3532091 3532046 1 46 gi 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533537 3533492 1 46 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


Clostridiaceae; Cl 
46 gi 
ia 
ri 


gi 


Sa 


240954 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


240954 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 
240954 Bacteria 
strain DSM 8722 
Firmicutes; Bacil 
240954 Bacteria 
strain DSM 8721 
Firmicutes; Bacil 
240954 Bacteria 
strain DSM 8720 
Firmicutes; 


Bacil 


240954 Bacteria_16S 
6S ribosomal RNA, partial sequence 3541838 35433 


strain DSM 8716 1 
Firmicutes; Bacil 


240954 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


240954 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


240954 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


strain IndiB4 16S 
Firmicutes; Clost 


240954 Bacteria_16S 
CIB 8746 16S ribosomal RNA, partial se 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


240954 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 


strain 106 16S ri 
Proteobacteria; B 


16S 


16S 


cteria; 
240954 Bacteria_16S 


eria; Proteobacteria; Alphaproteobacte 
Gluconacetobacter. 
240954 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


3535089 3535044 1 46 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3536656 3536611 1 46 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3538212 3538167 1 46 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3539783 3539738 1 46 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


eq 
il 


gi 


gi 


lales; Bacillaceae; Bacillus. 

3544466 3544421 1 46 gi| 219846547 |ref|NR_026139.1 
6S ribosomal RNA, complete sequence 3543393 3544898 Bacillus 
lales; Bacillaceae; Bacillus. 

3546022 3545977 1 46 gi| 219846546 |ref|NR_026138.1 


somal RNA, complete sequence 
laceae; Bacillus. 

3550618 3550573 1 46 gi 
rain ATCC 25780 16S ribosomal RNA, par 
Firmicutes; Clostridia; Clostr 
3552149 35521041 46 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
3553682 3553637 1 


ti 
id 


Clostridiaceae; Ca 
46 gi 
qu 
R 


; Proteobacteria; Alphaproteobacteria; 


3555213 3555168 1 46 gi 
in IFO 12388 16S ribosomal RNA, partial 
ri 
3556797 3556752 1 


46 gi 


Oc 


219846568 


219846563 


219846562 


219846561 
RNA, partial sequence 3521933 35234 


219846559 
RNA, partial sequence 3524935 35264 


219846556 
219846555 
3531057 3532455 Sarci 


219846554 
3532506 35339 


219846553 
219846552 
3535585 35370 


219846551 
3537139 35386 


219846550 
3538695 35402 


3544949 35464 
219846543 
219846542 
3551089 35526 


219846541 


219846540 


219846538 
3555718 35572 


ref 
3511236 3 
les; Microc 


ence 
nomyceta 


ref 
35188 
plasma. 


equence 


a; Desulfuromonadal 


ref 


+ hh 
ref 


yclaceae auera. 


ostridium. 
ref 
ce 3529546 3 
Clostridiac 
ref 


na maxima B 


1 sequen 
diales; 


ref 
rcina. 


uence 
laceae; 


88 Bacillus 


ref 


ref 


42 Bacillus 


54 Bacillus 


ref 
nce 
lost 
ref 


3 
ridiace 


al seque 
iales; C 


loramator. 
ref 
3552654 3 


illales; Ac 


ence 
hodospir 


NR_026160.1 


5127 


NR_026155.1 
49 3520338 Mycop 


NR_026153.1 
32 Thauera aromatica Bacteria; 


NR_026151.1 


NR_026148.1 


5310 
eae; 


NR_026147.1 


acte 


NR_026146.1 
66 Sarcina ventriculi Bacteria; 


NR_026144.1 


NR_026143.1 
44 Bacillus gibsonii Bacteria; 


NR_026142.1 


16S 3541355 35413101 46 gi| 219846549 |ref|NR_026141.1 
6S ribosomal RNA, complete sequence 3540266 3541787 Bacillus 
lales; Bacillaceae; Bacillus. 

3542910 3542865 1 46 gi| 219846548 |ref|NR_026140.1 


NR_026135.1 


5495 
ae; 


NR_026134.1 


NR_026133.1 


5541 
etob 


ref 
sequence 
a; Rhodospir 
ref 


yclaceae; Zoogloea. 


240954 Bacteria_16S 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 


3570340 3570295 1 46 gi 


219846529 


ref 


NR_026132.1 
3554185 355566 
illales; Ace 


NR_026130.1 
47 Zoogloea ramigera Bacteria; 


NR_026121.1 
3569313 3570792 Acetobacter aceti 


occi 


0 
n 


1 


0 


r 


cohnii Bacteria; 


7 
Cc 


3 
a 


Microbacterium 
9 Microbacterium 


asma genitalium 
Pelobacter 
2 Pelobacter 


elobacteraceae; 


Thauera aromatica 


Clostridium 
6 Clostridium 
Clostridium. 
ia; Firmicutes; 
Sarcina ventriculi 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Clostridium 


lostridium. 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 


tobacteraceae; 


Zoogloea ramigera 


Acetobacter aceti 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 


eae; Microbacteriaceae; 


Mycoplasma genitalium 


Clostridium colinum 
07 Clostridium colinum Bacteria; 


Sarcina maxima strain 


Bacillus halmapalus 
mapalus Bacteria; 


Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


Bacillus pseudofirmus 
pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 
2 3551038 Clostridium 


Caloramator indicus 
03 Caloramator indicus Bacteria; 


240954 Bacteria_16S 
strain DSM 3503 1 


Proteobacteria; 


240954 Bacteria_16S 
capsulatus strain 


216 16S ribosomal RNA, 


complete sequenc 


e 


35769 


05 3578325 Bl 


3574886 3574841 1 46 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
6S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 
3577903 3577858 1 46 gi|219846524|ref|NR_026116.1| Blastobacter 


astobacter capsulatus 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 

240954 Bacteria_16S 3579367 3579322 1 46 gi|219846523|ref|NR_026115.1| Blastobacter 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 3579789 Blastobacter 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
240954 Bacteria_16S 3580834 3580789 1 46 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

240954 Bacteria_16S 3582387 3582342 1 46 gi|219846521|ref|NR_026113.1| Clostridium 


stercorarium subs 


Clostridiaceae; 


240954 Bacteria_16S 
thermopalmarium s 
thermopalmarium B 
240954 Bacteria_16S 
acetivorans strai 
Proteob 
240954 Bacteria_16S 
pasteurianus stra 
pasteurianus Bact 


Bacteria; 


Acetobacter. 


240954 Bacteria_16S 
strain BL 70/20 1 
Clost 
240954 Bacteria_16S 
strain 743A 16S r 
Clost 
240954 Bacteria_16S 


Firmicutes; 


Firmicutes; 


p.- 
Clostridium. 

3583932 3583887 1 46 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; 


3588611 3588566 1 46 gi 


3591697 3591652 1 46 gi 
in LMD 22.1 16S ribosomal RNA, partial 


3593223 3593178 1 46 gi 
ridia; Clostridiales; Clostridiaceae; 
3596293 3596248 1 46 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
3597826 3597781 1 


Clostridiaceae; 
46 gi 


thermolacticum strain TX41 16S ribo 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


Clost 
n A63 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfurel 


eria; Proteobacteria; Alphaproteobacte 


6S ribosomal RNA, partial sequence 3592199 359 


somal RNA, 


219846520 
equence 
ridiales; 
219846517 
e 35875 
lales; 
219846515 
sequence 
ria; 


219846513 

36 
cl 
219846511 


3595254 35967 
ostridium. 


cl 
219846509 


lentocellum strain RHM5 16S ribosomal RNA, partial sequence 35967 


Bacteria; 


Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 

240954 Bacteria_16S 3604002 3603957 1 46 gi|219846504|ref|NR_026096.1 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 
Sinorhizobium. 

240954 Bacteria_16S 3610060 3610015 1 46 gi|219846499|ref|NR_026091.1 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 

Firmicutes; Bacillales; Planococcaceae; Planococcus. 

240954 Bacteria_16S 3611542 3611497 1 46 gi|219846498|ref|NR_026090.1 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

240954 Bacteria_16S 3613015 36129701 46 gi|219846497|ref|NR_026089.1 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromo 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
240954 Bacteria_16S 3614572 3614527 1 46 gi|219846496|ref|NR_026088.1 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus 


Firmicutes; 


Bacteria; 


Bacteria; 


Proteobacteria; 


240954 Bacteria_16S 
strain Dfrl 16S r 


Proteobacteria; 


240954 Bacteria_16S 


Firmicutes; 
240954 Bacteria_16S 

celerecrescens st 
celerecrescens Bacteria; 
240954 Bacteria_16S 
strain R91/1468 1 


Lactobacillales; 
240954 Bacteria_16S 
strain NCTC 83785 
Proteob 
240954 Bacteria_16S 
strain DSM 50071 

Proteob 
240954 Bacteria_16S 
strain Dfr2 16S r 


Clostridia; Clostridiales; Lachno 
3599374 3599329 1 46 gi 
rain DSM 5628 16S ribosomal RNA, parti 
Firmicutes; Clostridia; Clostr 
3600953 3600908 1 46 gi 


Carnobacteriaceae; Alloioc 
3627870 3627825 1 46 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3629458 3629413 1 46 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3631043 3630998 1 46 gi 
ibosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales 
3632568 3632523 1 46 gi 
ibosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales 
3634028 3633983 1 46 gi 


spiraceae; 
219846508 
al sequenc 
idiales; 
219846506 


6S ribosomal RNA, partial sequence 3599877 36013 


occus. 
219846487 
36267 
les; Neiss 
219846486 
36283 
nadales; P 
219846485 


3629961 36314 


; Geobacte 
219846484 


3631486 36329 


; Geobacte 
219846483 


Desul 


Rhodo 


c 


partial sequenc 


Clostridiaceae; 
ref|NR_026109.1 
07 3589069 Desulf 
furellaceae; 


59214 
spirillales; 


ref |NR_026105.1 


ref|NR_026103.1 


ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026098.1 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026077.1 


race 
ref 


ae; Geobacte 
NR_026076.1 


raceae; Geobacte 


Clostridia; 


e 3581316 3582832 
Clostridiales; 


Clostridium 
5 Clostridium 
Clostridium. 
Desulfurella 
urella acetivorans 
Desulfurella. 
Acetobacter 
8 Acetobacter 


Acetobacteraceae; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
ostridium. 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
idium lentocellum 
m. 
Clostridium 
6 Clostridium 
lostridium. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


wy 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


r. 


ref|NR_026075.1 


Anaerobiospirillum 


succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 


succiniciproducens Bacteria; Proteobacteria; Gammaproteob 
Anaerobiospirillum. 
240954 Bacteria_16S 3646248 3646203 1 


46 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
240954 Bacteria_16S 3649287 3649242 1 46 gi 
szegediense strain OR2 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Methyloc 
240954 Bacteria_16S 3650826 3650781 1 46 gi 
strain VKM-14L 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 
240954 Bacteria_16S 3652367 3652322 1 46 gi 
strain LK6 16S ribosomal RNA, complete sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 
240954 Bacteria_16S 3653901 3653856 1 46 gi 
halophilum strain SEBR 3139 16S ribosomal RNA, partial 
halophilum Bacteria; Firmicutes; Clostridia; Clostridia 
240954 Bacteria_16S 3655424 3655379 1 46 gi 
tamworthensis strain Benl03 16S ribosomal RNA, partial 
tamworthensis Bacteria; Proteobacteria; Alphaproteobact 
Amaricoccus. 
240954 Bacteria_16S 3656903 3656858 1 46 
strain H152 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
240954 Bacteria_16S 3666226 3666181 1 46 gi 
restrictus strain PER-K23 16S ribosomal RNA, partial se 
restrictus Bacteria; Firmicutes; Clostridia; Clostridia 
240954 Bacteria_16S 3679915 3679870 1 46 gi 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial se 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobact 
Rickettsia; spotted fever group. 
240954 Bacteria_16S 3684327 3684282 1 
strain CNS 2-75 1 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
240954 Bacteria_16S 3685890 3685845 1 46 gi 
chlororespirans strain Co23 16S ribosomal RNA, partial 
chlororespirans Bacteria; Firmicutes; Clostridia; Clost 
240954 Bacteria_16S 3693474 3693429 1 46 gi 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Methyloc 
240954 Bacteria_16S 3700930 3700885 1 46 gi 
strain D6-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
240954 Bacteria_16S 3705417 3705372 1 46 gi 
fusiformis strain FC4 16S ribosomal RNA, partial sequen 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
240954 Bacteria_16S 3708454 3708409 1 46 gi 
vanneervenii strain FC2 16S ribosomal RNA, partial sequ 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
240954 Bacteria_16S 3709973 3709928 1 46 gi 
dejongeii strain FC1l 16S ribosomal RNA, partial sequenc 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
240954 Bacteria_16S 3711482 3711437 1 46 gi 
strain Pasteur III 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
240954 Bacteria_16S 3718923 3718878 1 46 gi 
halophilus strain DSM 6132 16S ribosomal RNA, partial s 
halophilus Bacteria; Proteobacteria; Gammaproteobacteri 
Halothiobacillus. 
240954 Bacteria_16S 


ne 
oc 


et 


et 


se 
le 


se 
er 


gi 
bi 


qu 
le 


qu 
er 


46 gi 


11 


se 
ea 


oc 


ce 
ro. 


en 
ro. 


e 
ro 


cl 


eq 
a; 


3720452 3720407 1 46 

strain 2585 16S ribosomal RNA, complete sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
240954 Bacteria_16S 3723560 3723515 1 46 gi 


gi 


cl 


219846474 
strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 36466 


219846472 
219846471 
3649747 36512 


219846470 
3651286 36527 
219846469 


219846468 


219846467 
3655877 36573 
219846461 


219846451 


219846448 
6S ribosomal RNA, partial sequence 3683303 36847 
219846447 
219846442 
219846436 
3699882 37013 
219846433 
219846431 
219846430 


219846429 


219846424 


219846422 
3719395 37209 


219846419 


sporothermodurans 
sporothermodurans 


240954 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycop 


240954 Bacteria_16S 


strain 172 16S ri 


strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3757528 3757483 1 46 gi 


lasmataceae; Mycoplasma. 
3762148 3762103 1 46 
bosomal RNA, partial sequence 


gi 


1 
aid: 


219846394 
3756485 3757942 Mycop 


219846391 
3761076 3762547 Geobacter chapelleii Bacteria; 


acteria; Aeromonadales; 


ref|NR_026066.1 


Rhizobium/Agrobac 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026060.1 

3654403 365582 
obacterales; Rho 


aceae; 


e 36482 
cales; M 


hylococec 


hylococec 


quence 
s; Pepto 


quence 
ia; Rhod 


ref|NR_026059.1 


Rhizobium/Agrobac 
ref |NR_026053.1 

3665143 366662 
coccaceae; Dehal 
NR_026042.1 
3678896 368032 
iales; Ricke 


aceae; 


ence 
s; Pepto 


ence 
ia; Rick 
ref|NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref |NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026027.1 


aceae; O 


quence 
diales; 


36924 
cales; M 


ref|NR_026024.1 
51 3705819 Prost 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref |NR_026020.1 
25 3711931 Clostr 
m. 
ref|NR_026015.1 

3717841 371934 
iales; Halothiob 


37043 
biales; 


ce 37073 
biales; 


37089 
biales; 


37104 
ostridiu 


uence 
Chromat 


ref|NR_026013.1 


ostridium. 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_025985.1 
lasma alvi Bacte 


sequence 
laceae; 


ref 


Succinivibrionaceae; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 

Methylocaldum 
ocaldum szegediense 
Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Dehalobacter 

8 Dehalobacter 

obacter. 
Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Ochrobactrum anthropi 


anthropi Bacteria; 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Clostridium septicum 
idium septicum Bacteria; 


Halothiobacillus 
4 Halothiobacillus 


acillaceae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Bacillus 
9 Bacillus 


Mycoplasma alvi strain 
ria; Tenericutes; 


NR_025982.1 


Geobacter chapelleii 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 


240954 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bacteria; 
240954 Bacteria_16S 


thermocisternum s 
thermocisternum B 


240954 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; 


240954 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


240954 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


240954 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


240954 Bacteria_16S 


strain RB 16S rib 


fever group. 


240954 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
3789108 3789063 1 46 gi|219846371|ref|NR_025962.1 
3788062 3789489 Ehrlichia muris Bacte 


Alphaproteobacter 


240954 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


240954 Bacteria_16S 


strain UPM-Ca7 16 
Proteobacteria; A 


240954 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


240954 Bacteria_16S 


parapertussis str 
parapertussis Bac 


240954 Bacteria_16S 


bronchiseptica st 


bronchiseptica Bacteria; 
240954 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


240954 Bacteria_16S 


funditum strain p 
Bacteria; 


240954 Bacteria_16S 


allosaccharophila 
allosaccharophila 
Aeromonas. 


240954 Bacteria_16S 


hydrothermalis st 


Halothiobacillus. 


240954 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


240954 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


flavefaciens stra 
Bacteria; 


strain 7 16S ribo 
Clostridia; Clost 


pelophila strain 
Bacteria; Proteob 


Firmicutes; 


3763656 3763611 1 46 gi 
in ATCC 19171 16S ribosomal RNA, parti 
Firmicutes; Clostridia; 
3765101 3765056 1 46 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3771032 3770987 1 46 gi 
ibosomal RNA, partial sequence 


al 


ri. 


3777107 3777062 1 46 gi 
A8444 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Syntrophob 
dus. 

3781635 3781590 1 
osomal RNA, partial sequence 


46 gi 


ia; Rickettsiales; Anaplasmataceae; Ehrl 
3795150 3795105 1 46 gi 


ibosomal RNA, partial sequence 


lphaproteobacteria; Rhizobiales; Phyllob 
3804229 3804184 1 46 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3805743 3805698 1 46 gi 
ain 522 16S ribosomal RNA, partial seque 
teria; Proteobacteria; Betaproteobacteri 
3807257 3807212 1 46 gi 
rain Dog 71 16S ribosomal RNA, partial 
Proteobacteria; Betaproteobacter 
3810253 3810208 1 46 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; 


ca 


Pseudomonadales; P 
3811855 3811810 1 46 gi 


strain 


Bacteria; Proteobacteria; 


3816482 3816437 1 46 gi 


Proteobacteria; Gammaproteobacte 
3828733 3828688 1 46 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardiobact 
3830229 3830184 1 46 gi 


bosomal RNA, partial sequence 


219846390 


Clostridia 
219846388 
sequence 


219846384 
3769978 37714 


acteria; Deltaproteobacteria; Desulfuromonadales; 
219846379 


219846376 
3780594 37820 


219846367 
3794096 37955 


etaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
3801159 38011141 46 gi|219846362|ref|NR_025953.1 
S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium 


219846360 
3803146 38046 


219846359 


219846358 


sequence 


219846356 
3809177 38107 


£3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnob 
Lactobacillales; Carnobacteriaceae; Carnobacterium. 
3813409 3813364 1 46 gi|219846354|ref|NR_025945.1 


CECT 4199 16S ribosomal RNA, partial sequenc 
Gammaproteobacteria; 


219846352 


rain R3 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 


219846344 


ref|NR_025981.1 
e 3762598 37640 
hnos 
ref|NR_025979.1 

3764125 37655 
Peptococcaceae; 
ref|NR_025975.1 


sequenc 
les; Lac 


diales; 


De 
ref |NR_025970.1 
e 37759 
acterale 


s; S 


ref|NR_025967.1 


ichia. 


ref|NR_025958.1 


Mesorhizob 
NR_025951.1 


acteriaceae; 


ref 
ligenaceae; Bordetella. 
ref|NR_025950.1 

3804660 380612 
Burkholderiales; Alc 
ref |NR_025949.1 

3806174 380763 
Burkholderiales; Alc 
ref |NR_025947.1 


nce 
a; 


ia; 


Pseudomon 


ref |NR_025946.1 


e 38123 
Aeromonadales; 


2 


ref |NR_025943.1 
3815400 381690 
ria; Chromatiales; Halot 


ref|NR_025934.1 


7 
piraceae; Butyrivibrio. 


al 


sulfuromonadaceae; 


a 


219846342 
3829173 38306 


38276 
eriales; Car 


ref 


53 3829122 Cardi 


° 
diobacteriac 
NR_025932.1 


ridia; 
240954 Bacteria_16S 


Clostridiales; 
3831767 3831722 1 


Clostridia; 
3834655 3834610 1 


Ruminococcac 
3839181 3839136 1 


4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
240954 Bacteria_16S 


3840682 3840637 1 


in C94 16S ribosomal RNA, partial sequence 38307 
Firmicutes; 
240954 Bacteria_16S 


Heliobacteriaceae; Heliobacterium. 
46 gi|219846341|ref|NR_025931.1 
35 3832122 Rumino 
Clostridiales; Ruminococcaceae; Ruminococcus. 
46 gi|219846339|ref|NR_025929.1 


somal RNA, partial sequence 3833603 3835009 Ruminococ 
ridiales; 
240954 Bacteria_16S 


cus albus 7 


eae; Ruminococcus. 
46 gi|219846336|ref|NR_025926.1 
3838114 3839581 Thiomi 
hales; Piscirickettsiaceae 
46 gi|219846335|ref|NR_025925.1 


aggregatus strain B15 16S ribosomal RNA, partial sequence 


Butyrivibrio 
4 Butyrivibrio 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
3772539 3772494 1 46 gi|219846383|ref|NR_025974.1| Geobacter 
train H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
3774014 3773969 1 46 gi|219846382|ref|NR_025973.1| Desulfuromonas 
SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 


Desulfuromonas. 
Thermodesulforhabdus 


78 3777536 Thermodesulforhabdus norvegica 
yntrophobacteraceae; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Ehrlichia muris strain 
ria; Proteobacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 


ium. 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 
seudomonadaceae; 
219846355 


as. 
Carnobacterium 
acterium funditum 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Cardiobacterium 
bacterium hominis 

eae; Cardiobacterium. 
Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


Thiomicrospira 
crospira pelophila 
; Thiomicrospira. 


3839632 3841072 Blasto 


Blastococcus 
coccus aggregatus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Blastococcus. 

240954 Bacteria_16S 
lacurosei strain H200 
Bacteria; Firmicutes; 
240954 Bacteria_16S 
strain AW 25 16S 
Firmicutes; 
240954 Bacteria_16S 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


Rickettsia; 
240954 Bacteria_16S 
strain ATCC VR-61 
Bacteria; 
spotted fever group. 
240954 Bacteria_16S 


3842231 3842186 1 

16S ribosomal RNA, 
Clostridia; 
3845300 3845255 1 


Staphylococcus. 
3846779 3846734 1 


3848269 3848224 1 


3849759 38497141 


46 


complete sequence 
Halanaerobiales; 


46 


ribosomal RNA, partial sequence 
Bacillales; 


46 


46 


1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; 


46 


strain Mtul 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


fever group. 
240954 Bacteria_16S 


cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 
cellulosolvens ATCC 35603 Bacteria; 


Ruminococcaceae. 
240954 Bacteria_16S 
strain Td-21 16S 
Proteobacteria; 

240954 Bacteria_16S 


3851251 3851206 1 


3855837 3855792 1 


3860309 3860264 1 


Firmicutes; 


46 


46 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


46 


strain 4229 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


240954 Bacteria_16S 
strain CDC 8142 1 
Proteobacteria; 
240954 Bacteria_16S 
strain RT4. Bl 16 
Firmicutes; 
240954 Bacteria_16S 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 
thermocopriae Bacteria; 


Thermoanaerobacter. 
240954 Bacteria_16S 
brockii subsp. 


240954 Bacteria_16S 


metallireducens strain GS-15 16S ribosomal RNA, partial 
metallireducens Bacteria; 


Geobacter. 
240954 Bacteria_16S 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; 


240954 Bacteria_16S 
strain N 155 16S 
Proteobacteria; 

240954 Bacteria_16S 


S ribosomal RNA, 
Clostridia; 


3875655 3875610 1 


3880264 3880219 1 


Clostridiales; 
3881838 3881793 1 


Firmicutes; 


3883411 3883366 1 


3886522 3886477 1 
Proteobacteria; 


3888113 3888068 1 


3889650 3889605 1 


3891187 3891142 1 


UB-38 16S ribosomal RNA, partial sequence 


240954 Bacteria_16S 
strain F9251 16S 


240954 Bacteria_16S 
muriaticus strain 
Bacteria; Firmicutes; 
240954 Bacteria_16S 


amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 
Bacillales; 


amylolyticus Bacteria; 
240954 Bacteria_16S 


3894237 3894192 1 


3897408 3897363 1 


Lactobacillales; 
3904926 3904881 1 


Firmicutes; 
3906466 3906421 1 


oryzihabitans strain L-1 16S ribosomal RNA, 


oryzihabitans Bacteria; 


Pseudomonas. 
240954 Bacteria_16S 


Proteobacteria; 


3908038 3907993 1 


Clostridia; 


46 


6S ribosomal RNA, partial sequence 3874615 38761 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


46 


complete sequence 3879197 38807 
Clostridiaceae; 


46 


46 


finnii strain AKo-1 16S ribosomal RNA, partial seq 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 


finnii Bacteria; 
Thermoanaerobacteraceae; 


46 


Deltaproteobacteria; 


46 


46 


ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


46 


3890099 3891585 Kinge 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingel 


46 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


46 


X-1 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


46 


46 


complete sequence 
Gammaproteobacteria; 


46 


strain FT2-B 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


complete sequence 


Clostridia; 


Thermoanaerobacte 


Paenibacil 


219846334 
38411 


gi 


Halanaerobiaceae; 


gi| 219846332 
3844228 38456 
gi| 219846331 


219846330 
38472 


gi 


gi| 219846329 
3848728 38501 


gi| 219846328 


gi|219846325 
3854781 38562 


gi| 219846322 
3859256 38606 


gi| 219846312 


gi| 219846309 
Caloramato 


gi| 219846308 


gi|219846307 


219846305 
sequence 
De 


gi 


gi|219846304 
Neisser 
gi|219846302 
3888563 38900 
gi|]219846301 
la. 
gi|219846299 
3893217 38946 


219846297 
38963 


gi 
gi| 219846292 


laceae; 


gi|219846291 


Rickettsiales; 


Rickettsiaceae; 


Clostridiales; 


Firmicutes; 
Thermoanaerobact 


partial sequence 


Neis 


Tetragenococcus. 


Paenibacillus. 


Pseudomonadales; 


Frankineae; Geodermatophilaceae; 


ref|NR_025924.1| Halanaerobium 

23 3842666 Halanaerobium lacurosei 
Halanaerobium. 

ref|NR_025922.1| Staphylococcus warneri 
97 Staphylococcus warneri Bacteria; 


ref|NR_025921.1| Rickettsia 
3845748 3847187 Rickettsia 
Rickettsiaceae; Rickettsieae; 


ref|NR_025920.1| Rickettsia montanensis 
38 3848677 Rickettsia montanensis 
Rickettsieae; Rickettsia; 


ref|NR_025919.1| Rickettsia massiliae 
67 Rickettsia massiliae Bacteria; 
Rickettsieae; Rickettsia; spotted 
ref|NR_025918.1| Bacteroides 

3850218 3851681 Bacteroides 
Ruminococcaceae; unclassified 


ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 
; Azoarcus. 
ref|NR_025912.1| Mycoplasma imitans 
94 Mycoplasma imitans Bacteria; 


ref|NR_025902.1| Neisseria weaveri 

01 Neisseria weaveri Bacteria; 
Neisseria. 

ref|NR_025899.1| Caloramator fervidus 


15 Caloramator fervidus Bacteria; 
ia 
ref|NR_025898.1| Thermoanaerobacter 
3880766 3882287 Thermoanaerobacter 
rales; Thermoanaerobacteraceae; 


ref|NR_025897.1| Thermoanaerobacter 
uence 3882338 3883860 
Clostridia; 
er. 
ref|NR_025895.1] Geobacter 
3885428 3886973 Geobacter 
sulfuromonadales; Geobacteraceae; 
ref|NR_025894.1| Vitreoscilla 
3887024 3888512 Vitreoscilla 
iales; Neisseriaceae; Vitreoscilla. 
ref|NR_025892.1| Neisseria flavescens 
48 Neisseria flavescens Bacteria; 
seria. 
NR_025891.1| Kingella oralis strain 
oralis Bacteria; Proteobacteria; 


ref 
lla 


ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref|NR_025887.1| Tetragenococcus 

31 3897842 Tetragenococcus muriaticus 


Paenibacillus 
4 3905341 Paenibacillus 


ref|NR_025882.1 


390383 


ref|NR_025881.1| Pseudomonas 
3905392 3906918 Pseudomonas 
Pseudomonadaceae; 


gi| 219846289 


ref|NR_025879.1| Ureaplasma felinum 


3906969 3908441 Ureaplasma felinum Bacteria; 


240954 Bacteria_16S 
strain A417 16S r 


Tenericutes; Moll 


240954 Bacteria_16S 
canigenitalium st 
canigenitalium Ba 
240954 Bacteria_16S 
oligotrophica str 


oligotrophica Bac 


240954 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


240954 Bacteria_16S 
adiacens strain G 


adiacens Bacteria 


240954 Bacteria_16S 


strain Karp 16S r 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
240954 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


240954 Bacteria_16S 


strain BN 126 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
240954 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


240954 Bacteria_16S 


strain PW2 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
240954 Bacteria_16S 


strain Lhet2 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
240954 Bacteria_16S 


strain 101 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
240954 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


240954 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


240954 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


240954 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


240954 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


240954 Bacteria_16S 


strain NZP 2213 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
240954 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


240954 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


240954 Bacteria_16S 


denitrificans str 
denitrificans Bac 


240954 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


240954 Bacteria_16S 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 


3909562 3909517 1 46 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3911091 3911046 1 46 gi 
rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
3912557 3912512 1 46 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
3930921 3930876 1 46 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3932463 3932418 1 46 gi 
IFU 12706 16S ribosomal RNA, complete 
Firmicutes; Lactobacillales; Carnoba 
3935273 3935228 1 46 gi 
ibosomal RNA, partial sequence 


gi 


1 


, 


3939631 3939586 1 46 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteria; 
3941090 3941045 1 46 

ribosomal RNA, partial sequence 


gi 


3943994 3943949 1 46 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3945455 39454101 46 gi 
bosomal RNA, partial sequence 


ne 


Ac 
3946914 3946869 1 46 
ribosomal RNA, partial sequence 


gi 


Ac 
3949837 3949792 1 46 
bosomal RNA, partial sequence 


gi 


Ac 
3958831 3958786 1 46 gi 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
3960365 3960320 1 46 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 

3963386 39633411 46 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3964895 3964850 1 46 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3966351 3966306 1 46 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


qu 
ct 


gi 


ma. 


Oc 


s 
a; 


3967867 3967822 1 
6S ribosomal RNA, 


46 gi 
ob 
3969369 3969324 1 46 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3970818 3970773 1 46 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3972241 3972196 1 46 gi 
ain AS-P1l 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
3973742 3973697 1 46 gi 


ri 
en 


te 


Eg 8 


etaproteobacteria; Burkholderiales; Oxal 


219846288 
3908492 39099 


219846287 
se 
la 

219846286 
ue 
er 
219846274 


caceae; 
219846272 
sequence 

cteriaceae 
219846270 
3934247 39357 
ke 
219846266 
eq 


219846265 
3940082 39414 
bi 
219846263 
ri 
219846262 
3944448 39458 


219846261 
3945905 39473 


219846259 
3948831 39502 


219846253 
219846252 
3959295 39607 


219846250 
3962329 39637 


219846249 
3963836 39652 


219846248 


219846247 
complete sequence 3966839 39683 


219846246 


219846245 


219846244 
eq 


219846243 
16S ribosomal RNA, partial sequence 3972687 39741 


ref 


ref 
3910020 39114 
e; Ureaplasma. 
ref 
3911550 39128 
obiales; Bradyr 
ref 
3929851 39313 
anomicrobium. 
ref 
3931373 39327 
; Granulicatell 
ref 


quence 
smatacea 


nce 


ia; Rhiz 


sequence 
Pl 


ttsiaceae; Rickettsieae 
ref 
3938625 39400 


ales; Methyloba 


uence 
Rhizobi 


a 
ref 


Afife 
ref 
85 3944397 Acidi 
Acet 
ref 


aceae; lla. 
e 39429 
llales; 


etobacterace Acidoce 
ref 
17 Acidiphilium 
raceae; Acidiph 


ref 


ae; 


etobacte 


etobacterace Acidoce 
ref a 
3957761 39592 
ceae; Sporolact 


ref 


ae; 


ence 
obacilla 


’ 


ref 


monadaceae; Rhodoferax. 


ref 
; Rh 
ref 

3965346 39667 
monadales; Sphi 


yclaceae odocyclus. 
equence 
Sphingo 


ref 


acteriaceae; Mesorhizob 
ref 
66 3969766 Phaeo 
Rhodospirillace 
ref 
17 3971134 Rhodo 
hodobacteraceae 
ref 

3971185 39726 
olderiales; 


ref 


39683 
llales; 


ce 39698 
rales; R 


uence 


a; Burkh 


obacteraceae; 


3975198 3975153 1 46 gi 


219846242 


a 
ref 


NR_025878.1 
69 Ureaplasma diversum Bacteria; 


NR_025877.1 


NR_025876.1 


NR_025864.1 


NR_025862.1 


NR_025860.1 
05 Orientia tsutsugamushi Bacteria; 


NR_025856.1 


NR_025855.1 
71 Afifella marina Bacteria; 


NR_025853.1 
obacteracea 


NR_025852.1 
54 Acidocella facilis Bacteria; 


NR_025851.1 


NR_025849.1 
36 Acidocella aminolytica Bacteria; 


NR_025843.1 


NR_025842.1 
77 Bacillus firmus Bacteria; 


NR_025840.1 
85 Rhodoferax fermentans Bacteria; 


NR_025839.1 
95 Rhodocyclus tenuis Bacteria; 


NR_025838.1 


NR_025837.1 
15 Mesorhizobium 


NR_025836.1 


NR_025835.1 


NR_025834.1 


Coma: 
NR_025833.1 
37 Duganella zoogloeoides Bacteria; 
Duganella. 
NR_025832.1 
3974188 3975556 Agrobacterium 


9 


5 


h 


2 


vi 


i) 


v 


3 
c 


Pp 
e 


1 
i 


1 


4 
° 


8 
n 


i 


s 
a 


be 
7 


3 


Ureaplasma diversum 


Ureaplasma 
9 Ureaplasma 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Planomicrobium 
2 Planomicrobium 


Granulicatella 
8 Granulicatella 


Orientia tsutsugamushi 


Orientia. 
Methylobacterium 
1 Methylobacterium 
teriaceae; 


Rhodobium marinum 


Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidocella facilis 


la. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidocella aminolytica 


la. 

Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Bacillus firmus strain 
Firmicutes; 


Rhodoferax fermentans 


Rhodocyclus tenuis 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 
Mesorhizobium loti 
loti Bacteria; 
um. 

Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Rhodothalassium 
halassium salexigens 

Rhodothalassium. 

Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Duganella zoogloeoides 


Agrobacterium 


rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Rhizobium/Agrobac 


terium group; Agrobacterium. 


240954 Bacteria_16S 


strain IAM 13153 16S ribosomal RNA, 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
3978098 3978053 1 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


240954 Bacteria_16S 
centenum strain I 
centenum Bacteria 
Rhodospirillum. 
240954 Bacteria_16S 
strain gal 1261 1 


’ 


240954 Bacteria_16S 
strain GS5-97 16S 
Firmicutes; Bacillales; 
240954 Bacteria_16S 
strain SW-161 16S 
Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 
seohaensis strain 
seohaensis Bacter 
Erythrobacter. 
240954 Bacteria_16S 
donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 
240954 Bacteria_16S 
strain 25-4 16S r 
Proteobacteria; G 
240954 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 
240954 Bacteria_16S 
chungwhensis stra 
chungwhensis Bacteria; 
240954 Bacteria_16S 

chungwhensis stra 
chungwhensis Bact 
Salinimonas. 
240954 Bacteria_16S 
strain 848 16S ri 


Bacillaceae; 


Firmicutes; 


eria; 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
240954 Bacteria_16S 4018153 4018108 1 46 gi|219846211|ref|NR_025801.1 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 40185 

Proteobacteria; Gammaproteobacteria; Kangiella. 

240954 Bacteria_16S 4025743 4025698 1 46 gi|219846206|ref|NR_025796.1 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 40261 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

240954 Bacteria_16S 4027284 4027239 1 46 gi|219846205|ref|NR_025795.1 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 402770 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfatibacillum. 

240954 Bacteria_16S 4036514 4036469 1 46 gi|219846199|ref|NR_025789.1 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacterace 
240954 Bacteria_16S 4038031 4037986 1 46 gi|219846198|ref|NR_025788.1 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomo 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

240954 Bacteria_16S 4041053 4041008 1 46 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 4042511 4042466 1 46 gi|219846195|ref|NR_025785.1 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 4044043 4043998 1 46 gi|219846191|ref|NR_025781.1 


stackebrandtii st 
stackebrandtii Bacteria; 
240954 Bacteria_16S 
strain TF-22T 16S 
Proteobacteria; G 
240954 Bacteria_16S 


Firmicutes; 


3976612 3976567 1 


3980763 3980718 1 
6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
3994183 3994138 1 
ribosomal RNA, partial sequence 


3995652 3995607 1 
ribosomal RNA, partial sequence 


3997143 3997098 1 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


3998637 3998592 1 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


4000138 4000093 1 
ibosomal RNA, partial sequence 


4001561 4001516 1 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


4004661 4004616 1 
in BH030062 16S ribosomal RNA, partial 


4006121 4006076 1 
in BH030046 16S ribosomal RNA, partial 
Proteobacteria; 


4009138 4009093 1 
bosomal RNA, partial sequence 


rain K22-03 16S ribosomal RNA, partial 


4045545 4045500 1 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
4048621 4048576 1 


46 gi 
complete sequence 
46 gi 


46 gi 


46 gi 


ammaproteobacteria; Xanthomonadales; X 


bi 


4008054 40095 


sequence 4042976 404443 
Bacillales; Planococcaceae; Planococcus. 
46 gi|219846190|ref|NR_025780.1 
4044490 40459 
eromonadaceae; Alteromon 
46 gi|219846188|ref|NR_025778.1 


aceae; 
219846229 
3993148 39945 


hizo 
ref 


R bium/Agroba 


NR_025819.1 


219846241|ref|NR_025831.1| Mycoplana bullata 
3975607 3977021 Mycoplana bullata Bacteria; 

llaceae; Mycoplana. 

219846240|ref|NR_025830.1| Rhodospirillum 

quence 3977072 3978386 Rhodospirillum 

Rhodospirillales; Rhodospirillaceae; 

219846238|ref|NR_025828.1| Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
c 


terium group; Rhizobium. 
Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Geobacillus. 
46 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

46 gi| 219846227 |ref|NR_025817.1| Erythrobacter 
uence 3996136 3997579 Erythrobacter 
a; Sphingomonadales; Erythrobacteraceae; 

46 gi|219846226|ref|NR_025816.1| Porphyrobacter 
quence 3997630 3999069 Porphyrobacter 
ia; Sphingomonadales; Erythrobacteraceae; 

46 gi|219846225|ref|NR_025815.1| Silanimonas lenta 

3999120 4000501 Silanimonas lenta Bacteria; 
anthomonadaceae; Silanimonas. 

46 gi|219846224|ref|NR_025814.1| Sphingopyxis 
uence 4000552 4001995 Sphingopyxis 
a; Sphingomonadales; Sphingomonadaceae; 

46 gi|219846222|ref|NR_025812.1| Pontibacillus 

sequence 4003594 4005020 Pontibacillus 
Bacillales; Bacillaceae; Pontibacillus. 
46 gi|219846221|ref|NR_025811.1| Salinimonas 
sequence 4005071 4006477 Salinimonas 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
46 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 


Alicyclobacillus 


vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


240954 Bacteria_16S 4057484 4057439 1 46 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
240954 Bacteria_16S 4059030 4058985 1 46 gi|219846181|ref|NR_025771.1] Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

240954 Bacteria_16S 4060528 4060483 1 46 gi|219846180|ref|NR_025770.1]| Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
240954 Bacteria_16S 4072608 4072563 1 46 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

240954 Bacteria_16S 4077152 4077107 1 46 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

240954 Bacteria_16S 4078729 4078684 1 46 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

240954 Bacteria_16S 4081856 4081811 1 46 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

240954 Bacteria_16S 4083419 40833741 46 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

240954 Bacteria_16S 4084912 4084867 1 46 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
240954 Bacteria_16S 4086428 4086383 1 46 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

240954 Bacteria_16S 4095483 4095438 1 46 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

240954 Bacteria_16S 4101292 4101247 1 46 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

240954 Bacteria_16S 4102858 4102813 1 46 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 4105856 4105811 1 46 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

240954 Bacteria_16S 4108862 4108817 1 46 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

240954 Bacteria_16S 4117945 4117900 1 46 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

240954 Bacteria_16S 4122603 4122558 1 46 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

240954 Bacteria_16S 4128662 4128617 1 46 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

240954 Bacteria_16S 4130151 4130106 1 46 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

240954 Bacteria_16S 4131659 41316141 46 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

240954 Bacteria_16S 4133231 4133186 1 46 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

240954 Bacteria_16S 4165733 4165688 1 46 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 


aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 
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240954 Bacteria_16S 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 
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les; Enterococcaceae; Vagococcu 
4173316 41732711 46 gi 
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; Firmicutes; Clostridia; Clost 
4176395 4176350 1 46 gi 
6S ribo 
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a; Proteobacteria; Betaproteobacteria; 
4184027 4183982 1 46 gi 
n SC 562 16S ribosomal RNA, partial se 
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KCTC 3748 16S ribosomal RNA, partial s 
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4206656 4206611 1 46 gi 
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acteria; Proteobacteria; Gammaproteoba 


gi 
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train M 
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qu 
al 


Ba 
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qu 
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4209678 4209633 1 46 gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
4212739 4212694 1 46 gi 
bosomal RNA, complete sequence 


ne 
il 


laceae; Anaerobacillus. 

4223412 4223367 1 46 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
4224947 4224902 1 46 gi 
DSM 5352 16S ribosomal RNA, partial s 
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4240024 4239979 1 46 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
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acteria; Alphaproteobacteria; Rhizobia 
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re 
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ia; 
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lus. 
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ri 
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ref|NR_025659.1 
91 4210111 Lentib 
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Vagococcus carniphilus 
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8 Garciella 
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Achromobacter spanius 
spanius Bacteria; 

Es 
Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 
Tepidibacter 

8 Tepidibacter 

e; Tepidibacter. 
Bacteroides capillosus 

oides capillosus 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 
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6 Zooshikella 
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Paenibacillus 
0 Paenibacillus 


Thioalkalivibrio 
5 Thioalkalivibrio 


thiorhodospiraceae; 
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acillus salicampi 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


lales; Bacillaceae; Geobacillus. 
4220415 4220370 1 46 gi|219846061|ref|NR_025651.1] Clostridium 
strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
4221968 4221923 1 46 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
al RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 


Afipia massiliensis 
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Clostridium 
Butyrivibrio. 

Rothia amarae strain 
a; Actinobacteria; 


Actinomyces funkei 


595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
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gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


240954 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
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16S 1317282 1317234 1 49 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
bosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 
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5 Actinomyces 
ycineae; 


Ruminococcus bromii 
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Arcobacter 
1 Arcobacter 
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240954 Bacteria_16S 
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Opitutae; Opituta 
240954 Bacteria_16S 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
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Bacteria; 


Desulfacinum. 


240954 Bacteria_16S 
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a; Proteobacteria; Gammaproteobacteria 


elyakovii strain 
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Pseudoalteromonas 


240954 Bacteria_16S 
DSM 18053 16S rib 
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Corynebacteriacea 
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16S 128449 128402 1 48 gi 
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les; Opitutaceae; Opitutus. 
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Deltaproteobact 


1198618 12000 
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Pseudoalteromonas. 
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ce 81499 
nadales; P 


265678977 
e 12740 
nadales; P 


265678687 
ial sequen 
cteria; Al 


265678613 
uence 
eria; Pseu 


265678585 


265678506 
ence 80896 
nadales; P 


265678455 
equence 
eria; Synt 


265678420 
uence 
Alteromo 


228715480 


iales; Fle 
228715350 


ales; Nann 
228721038 

13438 
omycetales 


219857153 


ocystineae 
219878370 
equence 

ia; Altero 
219878297 
sequence 

inomycet 


219878207 


ngiineae; 

219878206 
uence 

ia; Myxoco 


v 


219878205 
uence 
a; Myxococ 


219878115 
ete sequen 
eria; Pseu 


ref |NR_025633.1 


; Actinomycetac 
ref |NR_029317.1 

83011 Pseud 
seudoalteromona 


ref|NR_029285.1 
9 128819 Pseud 
seudoalteromona 


ref|NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref|NR_028918.1 
654656 656081 
domonadales; Mor 


ref 
tus 


NR_028890.1 
terrae Bacte 


ref|NR_028809.1 
8 810417 Pseudo 
seudoalteromona 


NR_028757.1 
0 


obacterales; 


NR_028722.1 
937095 938588 
nadales; Pseudoa 
ref|NR_027533.1 


xiba 
ref 


cteraceae; D 
NR_027522.1 


ocystineae; Hali 
ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


’ 


ref|NR_024781.1 


; Haliangiaceae; 
ref|NR_025509.1 
1753455 175495 


monadales; Pseud 


ref|NR_025436.1 
1855266 185659 
ales; Corynebact 


’ 


ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


219857551 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 


ref |NR_025139.1 
2272329 227377 


fo) 
d 


fe) 
d 


d 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 
e 


ae; Actinomyces. 

Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Psychrobacter 
Psychrobacter 
axellaceae; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Pseudoalteromonas 
Pseudoalteromonas 


1lteromonadaceae; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Corynebacterium 
9 Corynebacterium 


erineae; 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 


issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
240954 Bacteria_16S 2291517 2291470 1 48 gi|219857538|ref 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 22919 


NR_025126.1 


Pseudoalteromonas 


69 Pseudoalteromonas 


flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
240954 Bacteria_16S 2447710 2447663 1 48 gi|219857421|ref 


NR_025009.1 


Pseudoalteromonas 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 


maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromona 


Pseudoalteromonas. 
240954 Bacteria_16S 2536852 2536807 1 46 gi| 219857353 |ref 


NR_024941.1 


dales; Pseudoalteromonadaceae; 


Hyphomonas oceanitis 


strain SCH-89 16S ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


240954 Bacteria_16S 2714105 2714062 1 44 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

240954 Bacteria_16S 2730934 2730891 1 44 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

240954 Bacteria_16S 2814805 2814762 1 44 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 


240954 Bacteria_16S 2902117 2902074 4 47 gi| 219856855 |ref 


NR_024674.1 


Leucobacter albus 


strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 


240954 Bacteria_16S 3218686 3218643 1 44 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

240954 Bacteria_16S 3420470 3420423 1 48 gi|219846631|ref|NR_026223.1| Pseudoalteromonas 


rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseud 


oalteromonas rubra 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
240954 Bacteria_16S 3421947 3421900 1 48 gi|219846630|ref 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 342232 


NR_026222.1 


Pseudoalteromonas 
9 Pseudoalteromonas 


nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
240954 Bacteria_16S 3423432 3423385 1 48 gi|219846629|ref 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 342381 


NR_026221.1 


Pseudoalteromonas 
0 Pseudoalteromonas 


luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
240954 Bacteria_16S 3424914 3424867 1 48 gi| 219846628 |ref 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 


NR_026220.1 
342386 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae; Pseudoalteromonas. 
240954 Bacteria_16S 3426392 3426345 1 48 gi|219846627|ref 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 342676 


aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadal 
Pseudoalteromonas. 
240954 Bacteria_16S 3427873 3427826 1 48 gi|219846626|ref 


atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 3426820 342824 


NR_026219.1 
es; Pseudoal 


NR_026218.1 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 


atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
240954 Bacteria_16S 3869487 3869440 1 48 gi|219846316|ref 


nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcoba 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; C 
240954 Bacteria_16S 4053006 4052959 1 48 gi| 219846185 |ref 


aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudo 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseud 
Pseudoalteromonas. 
240954 Bacteria_16S 4188582 4188539 1 44 gi|219846084|ref 


NR_025906.1 


ampylobacter 
NR_025775.1 


oalteromonad 


NR_025674.1 


Arcobacter 

cter nitrofigilis 
aceae; Arcobacter. 
Pseudoalteromonas 
alteromonas aliena 
aceae; 


Brachyspira pilosicoli 


strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 


Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 
240954 Bacteria_16S 4214272 42142251 48 gi|219846065|ref 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 421471 


translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromona 
Pseudoalteromonas. 
240954 Bacteria_16S 4215827 4215780 1 48 gi|219846064|ref 


paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 421626 


paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 


NR_025655.1 
dales; Pseud 
NR_025654.1 


nadales; Pse 


240954 Bacteria_16S 12995 12953 2 44 gi| 265679055 |ref 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


NR_029363.1 


Brachyspira aalborgi 


strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 


Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 


240954 Bacteria_16S 37375 37333 4 46 gi| 265679039 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequen 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Sulfitobacter. 

240954 Bacteria_16S 38778 38736 4 46 gi| 265679038 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
240954 Bacteria_16S 78165 78123 4 46 gi| 265679012 
joergensenii strain B331 16S ribosomal RNA, partial sequence 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulfospira. 

240954 Bacteria_16S 146641 146599 4 46 gi| 265678965 
strain FF3 16S ribosomal RNA, partial sequence 145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
240954 Bacteria_16S 209407 209365 4 46 gi| 265678923 
strain McClung 2004 16S ribosomal RNA, partial sequence 20835 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
240954 Bacteria_16S 233749 233707 4 46 gi| 265678907 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Rhodobacter. 

240954 Bacteria_16S 259775 259733 4 46 gi| 265678889 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial seque 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; R 
Ruegeria. 

240954 Bacteria_16S 267254 267212 4 46 gi| 265678882 


strain OXB 16S ri 
Proteobacteria; B 


240954 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


240954 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


240954 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


240954 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


240954 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


240954 Bacteria_16S 


strain A3 16S rib 
Proteobacteria; A 


240954 Bacteria_16S 


strain HTCC2597 1 
Proteobacteria; A 


240954 Bacteria_16S 


G1212 16S ribosom 
Alphaproteobacter 


240954 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


240954 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


240954 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


240954 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


240954 Bacteria_16S 


strain S-743 16S 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
283901 283859 4 46 gi 
in B54 16S ribosomal RNA, complete seq 
eria; Proteobacteria; Deltaproteobacte 


314358 314316 4 46 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
329543 329498 1 46 gi 
strain JW/Z-1 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

350929 350887 4 


46 gi 


ia; Rhodobacterales; Rhodobacteraceae; 
358190 358148 4 46 gi 

ain UST950701-009P 16S ribosomal RNA, 

teria; Proteobacteria; Alphaproteobact 


365723 365681 
osomal RNA, partial 
lphaproteobacteria; 
379284 379242 


4 

sequence 
Rhodobacterales; R 
4 46 gi 


46 gi 


lphaproteobacteria; Rhodobacterales; R 
477583 477541 4 46 gi 
al RNA, partial sequence 
ia; Rhodobacterales; Rhodobacteraceae; 
503885 503843 4 46 gi 
ain R-9477 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


572479 572437 4 46 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


584432 584390 4 46 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


779367 779325 4 46 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
780876 780834 4 46 gi 
ribosomal RNA, partial sequence 


266185 26767 


somal RNA, partial sequence 349928 351312 Parac 


364736 36609 


6S ribosomal RNA, partial sequence 378266 37969 


476563 478023 Parac 


alobactera 
265678871 
uence 
ria; Desul 
265678851 
31331 
idiaceae; 
265678841 
al sequenc 
tridiales; 


265678824 


Paracoccu 
265678816 
partial se 
eria; Rhod 


265678811 


hodobacter 
265678802 


hodobacter 
265678733 


Paracoccu 
265678716 
sequence 

eria; Rhod 


265678671 
sequence 
teria; Rho 


265678663 
equence 
ria; Rhodo 


265678526 
ce 77827 
acterales; 


ref|NR_029347.1| Sulfitobacter 
ce 36384 37736 Sulfitobacter 
acterales; Rhodobacteraceae; 
ref|NR_029346.1| Sulfitobacter brevis 

39128 Sulfitobacter brevis Bacteria; 
aceae; Sulfitobacter. 
ref |NR_029320.1| Desulfospira 

77090 78536 Desulfospira 
fobacterales; Desulfobacteraceae; 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029231.1| Clostridium sporogenes 
5 209857 Clostridium sporogenes 
Clostridium. 
ref|NR_029215.1] Rhodobacter 

232719 234184 Rhodobacter 
acterales; Rhodobacteraceae; 
ref|NR_029197.1| Ruegeria 
nce 258782 260120 Ruegeria 
hodobacterales; Rhodobacteraceae; 
ref|NR_029188.1| Oxalobacter formigenes 
2 Oxalobacter formigenes Bacteria; 
ceae; Oxalobacter. 
ref|NR_029177.1] Desulfobacter 

282818 284333 Desulfobacter 
fobacterales; Desulfobacteraceae; 
ref|NR_029157.1| Clostridium botulinum 
5 314767 Clostridium botulinum A 
Clostridium. 
ref|NR_029146.1| Sedimentibacter 
e 328486 329942 Sedimentibacter 
Clostridiales Family XI. Incertae 
ref|NR_029129.1| Paracoccus kocurii 
occus kocurii Bacteria; Proteobacteria; 
Ss. 
ref|NR_029121.1] Loktanella 
quence 357208 358614 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029116.1| Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


265678525 


aceae; Salipiger. 
ref|NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 
aceae; Oceanicola. 
ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 
Ss. 
ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_028976.1| Jannaschia 

571472 572837 Jannaschia 
dobacterales; Rhodobacteraceae; 
ref|NR_028968.1] Paracoccus 

583422 584837 Paracoccus 
bacterales; Rhodobacteraceae; 
ref |NR_028830.1] Desulfobacter 
2 779794 Desulfobacter postgatei 
Desulfobacteraceae; Desulfobacter. 
ref|NR_028829.1| Acholeplasma axanthum 


779845 781307 Acholeplasma axanthum Bacteria; 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


240954 Bacteria_1 
strain U 16S ribo 
Bacil 
240954 Bacteria_1 
kondratievae stra 
Proteob 
240954 Bacteria_1 
nubinhibens strai 
Proteob 
240954 Bacteria_16S 


Bacillales; 


Bacteria; 


Bacteria; 


strain DSS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
240954 Bacteria_16S 
gallaeciensis str 


gallaeciensis BS1 
Phaeobacter. 


240954 Bacteria_16S 


Och 149 16S ribos 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
240954 Bacteria_16S 
antarcticus strai 
Proteob 
240954 Bacteria_16S 


Bacteria; 


strain HTCC2516 1 
Bacteria; 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


240954 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


240954 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


240954 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


240954 Bacteria_16S 


strain R-8904 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
240954 Bacteria_16S 
limnaeus strain A26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
240954 Bacteria_16S 


Bacteria; Proteob 
strain L1/68 16S 
Proteobacteria; G 
phenolica strain 

Bacteria; Proteob 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


240954 Bacteria_16S 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


240954 Bacteria_16S 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


240954 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; 


Proteob 
240954 Bacteria_16S 
HEL-45 16S riboso 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
240954 Bacteria_16S 


6S 840539 840497 1 43 gi 


laceae; Geobacillus. 


6S 848145 848103 4 46 gi 


6S 928915 928873 4 46 gi 


930399 930357 4 46 
ribosomal RNA, partial sequence 


gi 


1337205 1337163 4 46 gi 


1352513 1352471 4 
omal RNA, partial sequence 


46 gi 


1362979 1362937 4 46 gi 


1370583 1370541 4 46 gi 


1379692 1379650 4 
mal RNA, partial sequence 


46 gi 


1444903 1444861 4 46 gi 
rain 5SM22 16S ribosomal RNA, partial 


1517232 1517190 4 
train FiPS3 16S 
acteria; Proteobacteria; 


46 gi 


1611314 1611272 4 
n EL-88 
ria; Pro 


46 gi 


1612795 1612753 4 
in LMG 2 
eria; Pr 


46 gi 


1711845 1711803 4 46 
ribosomal RNA, partial sequence 


gi 


1905072 1905027 1 46 gi 


1927767 1927725 4 46 
ribosomal RNA, partial sequence 


gi 


1976296 1976254 4 46 gi 


2078858 2078812 1 46 gi 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
2153187 2153145 4 


46 gi 


2159184 2159142 4 46 gi 


2268805 2268763 4 
osomal RNA, partial sequence 


46 gi 


in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


cteria; Proteobacteria; Alphaproteobac 


ribosomal RNA, partial 
Deltaproteoba 


16S ribosomal RNA, partial seq 
teobacteria; Alphaproteobacter 


2007 16S ribosomal RNA, partia 
oteobacteria; Alphaproteobacte 


ammaproteobacteria; Xanthomonadales; X 
240954 Bacteria_16S 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
240954 Bacteria_16S 


somal RNA, partial sequence 839468 840930 Geoba 


929371 93083 
hodobacter 


228721486 
equence 


228720499 


1351515 1352883 Roseo 
hodobacter 


228719132 
nce 13619 
terales; 
228718299 


6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; Rhodobac 


terales; 
228717469 


1378686 1380064 Ocean 
hodobacter 


224581424 
sequence 
teria; 


219873435 
sequence 
cteria; 


219878469 

uence 

ia; 
219878468 

1 

ria; 


219878400 


1710844 17122 
dobacter 


ho 
219878260 

19040 
ales; 
219878243 


1926697 19282 
thomonad 


an 
219878211 
ce 19752 
acterales; 
219878137 
sequence 

Actinomyce 


219857633 
equence 
ria; Rhodo 


219857629 
partial s 
obacteria; 


219857554 


eobacteria 


R 


R 


Rho 


De 


Rhodob 


sequence 
Rhodo 


Chro: 


aceae; Ruegeria 
NR_027609.1 
8 


e 


odobacteral 


ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 


v 
ref|NR_027572.1 


hodo 
ref 
ibul 


bacteraceae; 
NR_027563.1 
bus indolife 
aceae; Oceanibul 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


ref|NR_025194.1 
1516159 151759 
sulfobacterales; 


ref |NR_02560 
1610323 16117 
acterales; Rhod 


8.1 
4 


ref |NR_02560 
1611794 16132 
bacterales; Rho 


Tal 
0 


ref|NR_025539.1 
aceae; Loktanell 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025382.1 


aceae; Ignatzsch 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025276.1 

2077807 207932 
tales; Propionib 


265678486 |ref|NR_028789.1| Geobacillus uzenensis 
cillus uzenensis Bacteria; Firmicutes; 

265678481 |ref|NR_028784.1| Paracoccus 

nce 847132 848491 Paracoccus kondratievae 

terales; Rhodobacteraceae; Paracoccus. 

265678426 |ref|NR_028728.1| Roseovarius 

nce 927903 929320 Roseovarius nubinhibens 

terales; Rhodobacteraceae; Roseovarius. 

265678425|ref|NR_028727.1| Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 

Thioalkalicoccus 

kalicoccus limnaeus 

lkalicoccus. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Propionibacterium 
0 Propionibacterium 
acterineae; 


ref|NR_025222.1 
2152193 215360 
bacterales; Rhod 


ref 
eque 
Rho 


NR_025218.1 
nce 215819 
dobacterale 


ref 


s: 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 


; Rhodobacteraceae; 


Desulfofaba hansenii 


NR_025142.1 


2267708 2269226 Desulfofaba hansenii Bacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 


240954 Bacteria_16S 
strain DM12 16S r 


2335366 2335324 4 46 
ibosomal RNA, partial sequence 


gi 


2341288 2341246 4 46 
ibosomal RNA, partial sequence 


240954 Bacteria_16S 
strain LBB1 16S r 


gi 


240954 Bacteria_16S 2365656 2365614 4 46 
strain E42 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
240954 Bacteria_16S 2367166 2367124 4 46 gi 
equigenitalium st 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 
240954 Bacteria_16S 2455371 2455325 1 47 gi 
psychrolactophilus strain B7 16S ribosomal RNA, partial s 
psychrolactophilus Bacteria; Actinobacteria; Actinobacter 
Micrococcaceae; Arthrobacter. 

240954 Bacteria_16S 2474860 2474818 4 46 gi 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequ 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplas 
240954 Bacteria_16S 2476355 2476313 4 46 gi 
strain 4822 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
240954 Bacteria_16S 2631450 2631408 4 46 gi 
strain hl 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
240954 Bacteria_16S 2926539 2926497 4 46 gi 
carotinifaciens strain E-396 16S ribosomal RNA, complet 


gi 


la 


e 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rh 
Paracoccus. 

240954 Bacteria_16S 3063183 3063141 4 46 gi| 219846880 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 

mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Sulfitobacter. 

240954 Bacteria_16S 3085708 3085666 4 46 gi| 219846865 


pantotrophus strain ATCC 35512 16S ribosomal RNA, parti 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacte 
Paracoccus. 
240954 Bacteria_16S 
denitrificans str 


al 
ri: 


3087153 3087111 4 46 gi 
ain 381 16S ribosomal RNA, partial seque 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Paracoccus. 
240954 Bacteria_16S 3108104 3108062 4 46 gi| 219846850 


strain N2 16S ribosomal RNA, complete sequence 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
240954 Bacteria_16S 3112575 3112533 4 46 gi 
halotolerans DSM 11383 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobac 
240954 Bacteria_16S 3135089 3135047 4 46 gi 
strain A901/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
240954 Bacteria_16S 


Rho 


Rhodobacterales; Rho 
3144164 3144122 4 46 gi 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 
240954 Bacteria_16S 3163955 3163913 4 46 gi 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
240954 Bacteria_16S 3682867 3682825 4 46 gi 
arcticus strain 238 16S ribosomal RNA, partial sequence 


te 


219857505 
2334350 23357 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
219857501 
2340265 23417 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
219857483 
2364627 23660 


219857482 
rain T37 16S ribosomal RNA, partial sequence 


219857415 


219857400 


219857399 


2475319 24767 


219857238 
2630432 26317 


219856839 


219846864 


3107102 31085 


219846 
219846 
3134094 31355 
219846 


219846 


219846449 


smatacea 


equence 
idae; Ac 


ence 
mataceae 


dobacter 


sequence 


sequenc 
a; Rhodo 


nce 


dobacter 
847 
e 31115 
terales; 
832 


dobacter 
826 
31431 
rales; R 
813 
31629 
dobacter 


36818 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
240954 Bacteria_16S 3717398 3717356 4 46 gi|219846425|ref|NR_026016.1 
strain E-37 16S ribosomal RNA, partial sequence 3716418 37177 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula 
240954 Bacteria_16S 3790589 3790543 1 47 gi|219846370|ref|NR_025961.1 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
240954 Bacteria_16S 3792125 3792079 1 47 gi|219846369|ref|NR_025960.1 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
240954 Bacteria_16S 3900365 3900323 4 46 gi|219846295|ref|NR_025885.1 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 39007 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium 
240954 Bacteria_16S 3936757 3936715 4 46 gi|219846268|ref|NR_025858.1 


thiocyanatus strain THI 011 16S ribosomal RNA, partial se 


ref 


NR_025093.1 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


aceae; 
ref 


Paracoccu 
NR_025089.1 


Ss. 
Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


aceae; 
ref 


Rhodobac 
NR_025071.1 


a. 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


ref 
2366137 23675 


e; 


ref 
2454319 24557 
tinomycetales; 


ref 
2473825 24752 
Mycoplasma. 


, 


ref 


NR_025070.1 
9 
Mycoplasma. 
NR_025003.1 
3 


NR_024988.1 
6 


NR_024987.1 


Mycoplasma 
6 Mycoplasma 


Arthrobacter 
2 Arthrobacter 


Micrococcineae; 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


ref 
92 Methylarcula 
aceae; Methylarc 
ref 

2925520 29269 
odob 


ref 
3062186 30636 
obac 


ref 
e 3084717 30861 
bacterales; 


ref = 
3086162 30875 


obac 


ref 


NR_024866.1 


NR_024658.1 
7 
acterales; R 
NR_026472.1 
0 
terales; Rho 
NR_026457.1 
1 
Rhod 


NR_026456.1 
5 
terales; Rho 


NR_026442.1 


Methylarcula terricola 


terricola Bacteria; 


ula. 

Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 


dobacteraceae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


aceae; 
ref 
17 3112988 Desul 
Des 
ref 


Rhodovulu 
NR_026439.1 
£ 
ulfobacterac 
NR_026424.1 


m. 

Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


aceae; 
ref 
69 3144565 Sulfit 
hodobacteraceae; 
ref 
61 3164378 Roseov 
aceae; 
ref 
64 3683252 Octade 


Paracoccu 
NR_026418.1 


NR_026405.1 


Roseovari 
NR_026040.1 


Ss. 

Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 


quence 


Paracoccus 


3935756 3937139 Paracoccus 


thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


240954 Bacteria_16S 


3938191 3938149 4 


46 


strain DM-82 16S ribosomal RNA, partial sequence 


3954404 3954362 4 


3955841 3955799 4 


46 


46 


strain MB-G2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
240954 Bacteria_16S 
strain PS-1 16S ribosoma 
Tenericutes; Mollicutes; 
240954 Bacteria_16S 
haeundaensis strain BC74171 16S 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


240954 Bacteria_16S 
KMM 358 
delicatus Bacteria; 


delicatus strain 


Sulfitobacter. 


240954 Bacteria_16S 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
240954 Bacteria_16S 


4107381 41073351 


4134720 4134678 4 


4167172 4167130 4 


4168654 4168612 4 


9976 9931 1 


47 


1 RNA, partial sequence 
Acholeplasmatales; Acholeplasmataceae; 


46 


46 


46 


46 


gi 
39 


gi 


gi 
39 


gi 
41 


gi 


ribosomal RNA, partial 


gi 


4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobac 


gi 


gi 


tunicata strain D2 16S ribosomal RNA, partial sequence 


Bacteria; 
Pseudoalteromonas. 


240954 Bacteria_16S 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequenc 
Spirochaetales; Leptospiraceae; 


Bacteria; 


Spirochaetes; 
240954 Bacteria_16S 


16038 15993 1 


114724 114683 5 


46 


46 


strain DM-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; 
240954 Bacteria_16S 


strain BAL-1 16S 


strain SH 106 16S 


ribosomal RNA, 


131452 131407 1 


161915 161870 1 


Firmicutes; 
217097 217056 5 


ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 
240954 Bacteria_16S 
limnophilus strain Mu 290 16S ribosomal RNA, 


218674 218633 5 


Clostridia; 


46 


complete sequence 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 
240954 Bacteria_16S 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 
intestinale Bacteria; 
240954 Bacteria_16S 


46 


46 


46 


gi 


gi 
11 


Syntrophobacterales; 


gi 
13 


gi 


Clostridiales; 


gi 


216053 21755 


gi 


complete sequence 


limnophilus Bacteria; Planctomycetes; Planctomycetacia; 


Planctomyces. 


240954 Bacteria_16S 
LB400 16S ribosomal RNA, partial sequence 25570 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
240954 Bacteria_16S 
radiotolerans strain P 1 16S ribosomal RNA, 
radiotolerans Bacteria; Actinobacteria; 


xenovorans strain 
Bacteria; 


Rubrobacteraceae; 


240954 Bacteria_16S 


256757 256712 1 


262678 262641 1 


Rubrobacter. 
276334 276289 1 


46 


38 


46 


strain Hbl 16S ribosomal RNA, partial sequence 


296109 296064 1 


335813 335768 1 


337380 337335 1 


46 


46 


46 


gi 


gi 


complete sequence 
Rubrobacteridae; 


gi 


275297 27676 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
240954 Bacteria_16S 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 29653 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
240954 Bacteria_16S 
subtile strain F395 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
240954 Bacteria_16S 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 


gi 


gi 


Bifidobacteriales; 


gi 


denticolens Bacteria; Actinobacteria; Actinobacteridae; 


Parascardovia. 


240954 Bacteria_16S 


saeculare strain 


338944 338899 1 


367211 367166 1 


46 


46 


gi 


RA161 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
240954 Bacteria_16S 


Bifidobacteriales; 


gi 


219846267 


219846256 


219846255 


54838 39562 


219846148 
06362 41078 


219846124 
sequence 


219846102 


219846101 


265679057 
8961 


265679053 


Leptospir 
265678986 
3641 11518 
Syntrop 
265678975 
0392 13190 


265678955 
Clos 
265678918 
265678917 

Planctomy 
265678891 


Bu 
265678885 


Rubrobac 
265678876 


Helicob 
265678863 


Helicob 
265678834 
33475 
Bi 
265678833 


265678832 
33788 
Bi 


Acholeplasma. 


Rhodobacterales; 


ref|NR_025857.1| Paracoccus aminovorans 


37190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
240954 Bacteria_16S 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae 
240954 Bacteria_16S 


Paracoccus. 


ref|NR_025846.1] Rhodovulum 
99 3954787 Rhodovulum sulfidophilum 
; Rhodovulum. 


ref|NR_025845.1| Rhodovulum strictum 
24 Rhodovulum strictum Bacteria; 
Rhodovulum. 

ref|NR_025738.1| Acholeplasma pleciae 
18 Acholeplasma pleciae Bacteria; 
ref|NR_025714.1] Paracoccus 
133716 4135123 Paracoccus 
Rhodobacteraceae; 


rs 


ref|NR_025692.1| Sulfitobacter 
166170 4167598 Sulfitobacter 


terales; Rhodobacteraceae; 


rs 


ref|NR_025691.1| Sulfitobacter dubius 

78 Sulfitobacter dubius Bacteria; 

Sulfitobacter. 

ref|NR_029365.1| Pseudoalteromonas 
10291 Pseudoalteromonas tunicata 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


ref|NR_029361.1| Leptospira interrogans 
e 15032 16427 Leptospira interrogans 
a. 

ref|NR_029294.1| Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 
haceae; Syntrophus. 

ref|NR_029283.1| Chrysiogenes arsenatis 
2 Chrysiogenes arsenatis Bacteria; 


ref |NR_029263.1| Clostridium 
160899 162283 Clostridium 
tridiaceae; Clostridium. 
ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 
ref|NR_029225.1] Planctomyces 

217606 219133 Planctomyces 
cetales; Planctomycetaceae; 


ref|NR_029199.1| Burkholderia 
3 257168 Burkholderia xenovorans 
rkholderiaceae; Burkholderia. 
ref|NR_029191.1] Rubrobacter 
261591 263140 Rubrobacter 
terales; Rubrobacterineae; 
ref|NR_029182.1| Helicobacter bilis 
1 Helicobacter bilis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029169.1| Helicobacter mustelae 
6 Helicobacter mustelae Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029139.1| Bifidobacterium 
5 336267 Bifidobacterium subtile 


fidobacteriaceae; Bifidobacterium. 
ref|NR_029138.1| Parascardovia 
336318 337835 Parascardovia 


Bifidobacteriales; Bifidobacteriaceae; 


ref|NR_029137.1| Bifidobacterium 
6 339399 Bifidobacterium saeculare 
fidobacteriaceae; Bifidobacterium. 


265678810 


fontislapidosi strain F23 16S ribosomal RNA, partial sequence 


ref|NR_029115.1| Idiomarina 
366150 367594 Idiomarina 


fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Idiomarina. 
240954 Bacteria_ 
gastricus strain 


gastricus Bacteri 


240954 Bacteria_ 
psychraerophilum 
psychraerophilum 
Bifidobacterium. 
240954 Bacteria_ 


strain S-5623 16S 
Lacto 


Firmicutes; 
240954 Bacteria_ 


australiensis str 
australiensis Bac 


Quatrionicoccus. 
240954 Bacteria_ 


strain R65 16S ri 
G 


Proteobacteria; 
240954 Bacteria_ 
strain Wt/la 16S 


Deinococcus-Thermus; 


240954 Bacteria_ 


strain Kll1 16S ri 


ribosomal RNA, partial sequence 
bacillales; Weissella. 


ribosomal RNA, partial sequence 


472041 47353 


528726 53019 


Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
16S 534307 534262 1 46 gi|265678696|ref|NR_029001.1 
bosomal RNA, partial sequence 533233 53475 


Idiomarinaceae; 


16S 413220 413175 1 46 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 

a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 442571 442526 1 46 gi|265678760|ref|NR_029065.1| Bifidobacterium 
strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
16S 473136 473091 1 46 gi|265678736|ref|NR_029041.1| Weissella koreensis 


7 Weissella koreensis Bacteria; 


16S 482249 482204 1 46 gi|265678730|ref|NR_029035.1| Quatrionicoccus 

ain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 

teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

16S 493091 493046 1 46 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 
bosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

16S 529777 529740 1 38 gi|265678699|ref|NR_029004.1| Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

240954 Bacteria_16S 666339 666294 1 46 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

240954 Bacteria_16S 763899 763854 1 46 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

240954 Bacteria_16S 767016 766971 1 46 gi|265678535|ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

240954 Bacteria_16S 802385 802340 1 46 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

240954 Bacteria_16S 808517 808472 1 46 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240954 Bacteria_16S 817672 817628 1 46 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

240954 Bacteria_16S 857054 857009 1 46 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

240954 Bacteria_16S 866251 866206 1 46 gi|265678468|ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

240954 Bacteria_16S 870846 870809 1 38 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

240954 Bacteria_16S 935131 935094 1 38 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
240954 Bacteria_16S 936657 936620 1 38 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

240954 Bacteria_16S 1054619 1054574 1 46 gi|265678341|ref|NR_028643.1| Sulfurimonas 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Sulfurimonas. 

240954 Bacteria_16S 1060695 1060650 1 46 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

240954 Bacteria_16S 1124055 1124010 1 46 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240954 Bacteria_16S 1128480 1128435 1 46 gi|253680771|ref|NR_028019.1| Helicobacter 


pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 


1127427 112890 


7 Helicobacter 


pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

240954 Bacteria_16S 1137527 1137486 5 46 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
240954 Bacteria_16S 1140623 1140578 1 46 gi| 253680763 |ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 
240954 Bacteria_16S 1151145 1151108 1 38 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
240954 Bacteria_16S 1155681 1155640 1 42 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 


240954 Bacteria_16S 1191997 1191952 1 46 gi|228715750|ref|NR_027538.1| Persephonella marina 
strain EX-H1l 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

240954 Bacteria_16S 1242006 1241961 1 46 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 


azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

240954 Bacteria_16S 1269055 1269010 1 46 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 
240954 Bacteria_16S 1292971 1292926 1 46 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 


240954 Bacteria_16S 1306610 1306565 1 46 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

240954 Bacteria_16S 1331077 1331032 1 46 gi|219846082|ref|NR_025672.1| Bifidobacterium 


thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
240954 Bacteria_16S 1359982 1359945 1 38 gi| 228720024 |ref|NR_027587.1| Burkholderia 
thailandensis strain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; pseudomallei group. 


240954 Bacteria_16S 1382644 1382599 1 46 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

240954 Bacteria_16S 1393078 1393033 1 46 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 
strain MP145 16S ribosomal RNA, partial sequence 1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

240954 Bacteria_16S 1403602 1403557 1 46 gi|219857444|ref|NR_025032.1| Pseudoalteromonas 
ulvae strain UL12 16S ribosomal RNA, partial sequence 1402605 1403959 Pseudoalteromonas ulvae 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


240954 Bacteria_16S 1437198 1437153 1 46 gi|224581430|ref|NR_027212.1| Oceanithermus 
profundus strain 506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

240954 Bacteria_16S 1462932 1462887 1 46 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

240954 Bacteria_16S 1514222 1514177 1 46 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 1546213 1546168 1 46 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 


strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
240954 Bacteria_16S 1547727 1547682 1 46 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 


240954 Bacteria_16S 1549233 1549188 1 46 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

240954 Bacteria_16S 1550699 1550654 1 46 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 
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2849827 2849782 1 46 gi|219856891|ref|NR_024710.1| Pelomonas 
ain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
2863777 2863732 1 46 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
6S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
2905213 2905168 1 46 gi|219856853|ref|NR_024672.1| Thermaerobacter 
n 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
3019002 3018957 1 46 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
mal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
ci; Thermales; Thermaceae; Thermus. 
3020525 3020480 1 46 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 
3022047 3022002 1 46 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
ibosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 
3081114 3081069 1 46 gi|219846868|ref|NR_026460.1| Desulfurella 
U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
acteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
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3819530 3819485 1 46 gi|219846350|ref|NR_025941.1 
bosomal RNA, partial sequence 3818485 3819957 Helicobacter 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3821064 3821019 1 46 gi| 219846349 |ref|NR_025940.1 
n Eaton 90-119-3 16S ribosomal RNA, partial sequence 382000 
ria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
3822592 3822547 1 46 gi|219846348|ref|NR_025939.1 
bosomal RNA, partial sequence 3821543 3823020 Helicobacter 


219846345 
3826129 38276 


219846326 
3853246 38547 


etaproteobacteria; Burkholderiales; Leptothrix. 
3861860 3861815 1 46 gi|219846321|ref|NR_025911.1 
1 RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 


219846310 
3877677 38791 


219846254 
219846251 
16S ribosomal RNA, partial sequence 3960828 39622 


219846236 
3982735 39841 


219846216 
4009610 40110 


219846210 


219846209 


219846174 
4067035 4068516 Aquicella siphonis Bacteria; 


Helicobacteraceae; Heli 
ref|NR_025935.1 
02 Helicobacter 
acteraceae; Heli 


ref |NR_025916.1 


Helicob 


ref|NR_025900.1 
hermus. 
ref|NR_025844.1 
ce 3956275 3957710 Hydrog 
baculum. 
ref|NR_025841.1 
ivivax. 
ref |NR_025826.1 
Idiomarina 
NR_025806.1 


omarinaceae; 


ref 


omarinaceae; Idiomarina 
ref|NR_025800.1 
nce 4018632 402012 


Alteromonadales; Altero 


ref|NR_025799.1 
nce 4020178 402167 
Alteromonadales; Altero 


3390244 3390199 1 46 gi|219846652|ref|NR_026244.1| Meiothermus 
ain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
teria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

3529064 3529019 1 46 gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
6S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3590171 3590126 1 46 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 

ribosomal RNA, partial sequence 3589120 3590619 Ideonella dechloratans Bacteria; 
etaproteobacteria; Burkholderiales; Ideonella. 

3635556 3635511 1 46 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
7 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
acteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3647745 3647700 1 46 gi|219846473|ref|NR_026065.1| Helicobacter salomonis 
S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter salomonis Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3697914 3697869 1 46 gi|219846438|ref|NR_026029.1| Helicobacter trogontum 
6S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter trogontum Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3802668 3802623 1 46 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
ibosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3808722 3808677 1 46 gi| 219846357 |ref|NR_025948.1| Campylobacter 

D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

3818007 3817962 1 46 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 

16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 


ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Hydrogenobaculum 
enobaculum acidophilum 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Marinobacter 
7 Marinobacter 


monadaceae; 


Marinobacter 
2 Marinobacter 


monadaceae; 


ref|NR_025764.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 


Aquicella siphonis 


240954 Bacteria_16S 4069625 4069580 1 46 gi|219846173|ref|NR_025763.1 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 40700 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
240954 Bacteria_16S 4071152 4071107 1 46 gi|219846172|ref|NR_025762.1 
strain PVl 16S ribosomal RNA, partial sequence 4070099 40715 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

240954 Bacteria_16S 4170212 4170167 1 46 gi|219846100|ref|NR_025690.1 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 
240954 Bacteria_16S 4190125 4190080 1 46 gi| 219846083 |ref|NR_025673.1 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 419056 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Schlegelella. 

240954 Bacteria_16S 4191672 4191627 1 46 gi| 219846081 |ref|NR_025671.1 


lipolyticus strain SM-19 


lipolyticus Bacte 
Marinobacter. 
240954 Bacteria_16S 


ria; 


Proteobacteria; 


4197707 4197662 1 46 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
240954 Bacteria_16S 
brennaborense str 
brennaborense Bac 
240954 Bacteria_16S 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


xiligouense Bacte 


lales; Bacillaceae; Anoxybacillus. 


35871 35823 1 49 


ain DD5/3 16S ribosomal RNA, partial s 
teria; 


Spirochaetes; Spirochae 
389955 389915 4 44 


Promicromonosporaceae; Myceligenerans. 


240954 Bacteria_16S 


strain ASpGl 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 
240954 Bacteria_16S 


strain WSU 86/1044 16S ribosomal RNA, complete sequence 


793153 793105 1 49 


Spirochaetaceae; 
973719 973671 1 49 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


240954 Bacteria_16S 
strain Z-7491 16S 
Spirochaetes; Spi 
240954 Bacteria_16S 
strain DSM 2588 1 
Bacteroidetes; 
240954 Bacteria_16S 
peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 
240954 Bacteria_16S 


3317163 33171151 49 


ribosomal RNA, partial sequence 
rochaetales; 


Spirochaetaceae; 
941239 941196 1 44 


Sphingobacteria 
1005911 1005864 1 48 


ain F12-50-Al 16S ribosomal RNA, parti 
teria; 


Proteobacteria; Gammapr 


1178453 1178418 1 36 


DSM 12563 16S ribosomal RNA, partial sequence 


Bacteria; Spiroch 
240954 Bacteria_16S 
intestinalis DSM 


Collinsella. 
240954 Bacteria_16S 


aetes; 


1204199 1204156 4 46 


13280 16S ribosomal RNA, partial sequence 
13280 Bacteria; Actinobacteria; 


Coriobacteridae 


2336774 2336732 4 46 


16S ribosomal RNA, partial seque 
Gammaproteobacter 


Spirochaetales; Brachyspiraceae; 


nce 
ia; 


gi|219846077 
4196627 41980 


265679040 
equence 


gi 


tales; S 
gi| 265678795 


sequence 


gi|265678517 
792094 79356 
Spirochaeta. 

gi| 265678395 
97261 


gi|219846709 
3316113 33175 
Spirochaeta. 

gi| 265678418 


6S ribosomal RNA, partial sequence 940206 94166 
Sphingobacteria; 


les; Chitinophagac 
gi| 265678374 
al sequenc 


oteobacteria; Alte 


gi|228718030 
1177428 11788 
v 
228715356 
12031 
Coriobacteriales 


gi 
, 


gi] 219857504 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 


thiooxidans Bacte 
Roseinatronobacter. 
240954 Bacteria_16S 
strain S-16 16S r 
Tenericutes; Moll 
240954 Bacteria_16S 
strain Ben 16S ri 
Tenericutes; Moll 
240954 Bacteria_16S 
strain ATCC 23392 
Tenericutes; Moll 
240954 Bacteria_16S 
strain ATCC 23391 
Tenericutes; Moll 
240954 Bacteria_16S 
californicum stra 


240954 Bacteria_16S 


ria; Proteobacteria; Alphaproteobacter 


274810 274768 4 46 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


277869 277824 1 47 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


279359 279317 4 46 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


288381 288339 4 46 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


300563 300521 4 46 


803927 803885 4 46 


strain PG14 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ia; Rhodob 


gi| 265678877 
273748 27524 


gi|265678875 
276812 27827 


265678874 
27832 


gi 


265678868 
28734 


gi 


gi| 265678860 


in ST-6 16S ribosomal RNA, partial sequence 
californicum Bacteria; Tenericutes; Mollicutes; Mycopla 


smataceae; 
265678510 


gi 


Alteromonadales; 


pirochaetaceae; 


Actinomyc 


Brachysp 


rs 


190616 419208 


ref |NR_025667.1 
08 Anoxybacillus 


ref |NR_029348.1 

34837 36333 
Treponema. 
ref |NR_029100.1 
388894 390431 
etales; Micrococ 


ref|NR_028820.1 


ref |NR_028697.1 
7 974173 Waddli 


ref|NR_026301.1 


ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinophag 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 
ref|NR_027570.1 
ira. 
ref|NR_027528.1 
62 1204620 Collin 
; Coriobacterine 


ref|NR_025092.1 
2335756 233710 
acterales; Rhodo 


ref|NR_029183.1 


ref|NR_029181.1 


ref|NR_029180.1 
1 279763 Mycopl 


ref|NR_029174.1 
1 288773 Mycopl 


ref|NR_029166.1 
299496 300945 
Mycoplasma. 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Schlegelella 

5 Schlegelella 
Comamonadaceae; 


Marinobacter 
8 Marinobacter 


Alteromonadaceae; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Treponema 
Treponema 


Myceligenerans 
Myceligenerans 


cineae; 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Roseinatronobacter 
2 Roseinatronobacter 


bacteraceae; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Mycoplasma gateae 
asma gateae Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma 
Mycoplasma 


ref|NR_028813.1 


Mycoplasma canis 


802889 804333 Mycoplasma canis Bacteria; 


240954 Bacteria_16S 814641 814599 4 46 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
240954 Bacteria_16S 959892 959846 1 46 gi| 265678405 |ref|NR_028707.1]| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

240954 Bacteria_16S 972157 972115 4 46 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
240954 Bacteria_16S 1133017 1132972 1 47 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

240954 Bacteria_16S 2160679 2160633 1 46 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

240954 Bacteria_16S 2198722 2198680 4 46 gi|219857600|ref|NR_025188.1| Mycoplasma oxoniensis 


strain 128 16S ri 
Tenericutes; Moll 
240954 Bacteria 1 
strain MX9 16S ri 
Tenericutes; Moll 
240954 Bacteria_16S 
lagogenitalium st 
lagogenitalium Ba 
240954 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


240954 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


240954 Bacteria_16S 
strain H831 16S r 


Tenericutes; Moll 


240954 Bacteria_16S 
strain CH 16S rib 


Tenericutes; Moll 


240954 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


240954 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


240954 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


240954 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


240954 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


240954 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


240954 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

6S 2200221 2200179 4 46 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2203239 2203197 4 46 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2204752 2204710 4 46 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2207763 2207721 4 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2209279 2209237 4 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2210793 2210751 4 46 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212306 2212264 4 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2213806 2213764 4 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2215304 2215262 4 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216804 2216762 4 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2279476 2279434 4 46 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2280992 2280950 4 46 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2282498 2282456 4 46 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2303486 2303444 1 43 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2368678 2368636 4 46 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2370160 2370118 4 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2371671 2371629 4 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2197691 21991 


219857599 
2199190 22006 


219857597 
equence 

la 
219857596 
2203720 22051 


219857594 
2206719 22081 


219857593 
2208244 22096 


219857592 
2209746 22112 


2198575 
2211275 22127 


2198575 
2212774 22142 


2198575 
2214274 22157 


2198575 
2215772 22172 


219857547 
2278443 22799 


219857546 
2279959 22814 


219857545 


ref|NR_025187.1 


smatacea 


ref|NR_025184.1 


ref|NR_025182.1 


ref|NR_025181.1 


ref|NR_025180.1 


91|ref|NR_025179.1 


90|ref|NR_025178.1 


89|ref|NR_025177.1 


88|ref|NR_025176.1 


ref|NR_025135.1 


ref|NR_025134.1 


ref |NR_025133.1 


2369126 23705 


equence 
lasmatacea 
219857528 
ence 23024 
nadales; 
219857481 
sequence 

lasmatacea 
219857480 


e; 


e; 


219857479 


2281465 22829 


M 


ref 


ycoplasma. 


omonadaceae 


2367647 23690 


M 


ref 


ref 


ycoplasma. 


NR_025116.1 
04 2303932 Marin 
Alter 


ref|NR_025069.1 


NR_025068.1 
87 Mycoplasma primatum Bacteria; 


NR_025067.1 
2370638 2372093 Mycoplasma opalescens Bacteria; 


3 
°. 


7 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma 
0 Mycoplasma 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Mycoplasma 

5 Mycoplasma 


Mycoplasma primatum 


Mycoplasma opalescens 


240954 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


240954 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


240954 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


240954 Bacteria_16S 


columbinasale str 
columbinasale Bac 


240954 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


240954 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


240954 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


240954 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


240954 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


240954 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


240954 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


240954 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


240954 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


240954 Bacteria_16S 


hyointestinalis s 


Campylobacter hyointestinalis subsp. 
Campylobacterales; 
240954 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


240954 Bacteria_16S 


strain Nl 16S rib 
Proteobacteria; A 


240954 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


240954 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


240954 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


240954 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


240954 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


2373180 2373138 4 46 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374686 2374644 4 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376197 2376155 4 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379218 2379176 4 46 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2380724 2380682 4 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2477852 2477810 4 46 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2479324 2479282 4 46 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480833 2480791 4 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482343 2482301 4 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483854 2483812 4 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485366 2485324 4 46 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486885 2486843 4 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488398 2488356 4 46 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489911 2489869 4 46 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491422 2491380 4 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2526230 2526188 4 46 gi 
lawsonii strain CHY5 16S ribosom 


gi 


ubsp. 


Campylobacteraceae; Campylobacter. 

2783210 2783165 1 46 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
3109568 3109534 4 38 gi 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3690429 3690387 4 46 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3691942 3691900 4 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3751462 3751420 4 46 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3752976 3752934 4 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3754502 3754460 4 46 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


’ 


240954 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


2372144 23736 


2373653 23751 


2375159 23766 


2379691 23811 


2476824 24782 


2478295 24797 


2479798 24812 


2481316 24827 


2482825 24842 


2484337 24857 


2485849 24873 


2487368 24888 


2488881 24903 


2490394 24918 


2782197 27836 


3108566 31099 


3689398 36908 


3690909 36923 


3751943 37534 


3753459 37549 


219857478 


219857477 


219857476 


219857474 
uence 
asmataceae 

219857473 


219857398 


219857397 


219857396 


219857395 


219857394 


219857393 


219857392 


219857391 


219857390 


219857389 


219857360 
al RNA, pa 
219857128 


otrichacea 
219846849 


hodobacter 
219846444 


219846443 


219846398 
quence 
asmataceae 
219846397 


219846396 


3756018 3755976 4 46 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_025066.1] Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref |NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


Mycoplasma 
0 Mycoplasma 


ref |NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 
ref|NR_024948.1] Campylobacter 
rtial sequence 2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


ref|NR_024756.1| Thiothrix disciformis 
12 Thiothrix disciformis Bacteria; 

e; Thiothrix. 

ref|NR_026441.1| Rhodovulum iodosum 

80 Rhodovulum iodosum Bacteria; 

aceae; Rhodovulum. 

ref|NR_026035.1| Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref|NR_025989.1| Mycoplasma 
3750418 3751892 Mycoplasma 
; Mycoplasma. 
ref|NR_025988.1|] Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


ref |NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


219846395 


ref|NR_025986.1| Mycoplasma bovirhinis 


3754983 3756434 Mycoplasma bovirhinis Bacteria; 


240954 Bacteria_ 
strain PG51 16S r 
Tenericutes; Moll 


240954 Bacteria_ 
strain UC/MF 16S 


Tenericutes; Moll 


240954 Bacteria_ 


strain PU 16S rib 
Tenericutes; Moll 


240954 Bacteria_ 


strain PS6 16S ri 
Tenericutes; Moll 


240954 Bacteria_ 
strain 17529 16S 


Tenericutes; Moll 


240954 Bacteria_ 


strain DD 16S rib 
Tenericutes; Moll 


240954 Bacteria_ 


strain BV1 16S ri 
Tenericutes; Moll 


240954 Bacteria_ 


thermobenzoicum s 


16S 3759024 3758982 4 46 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3780158 3780116 4 46 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3787616 3787574 4 46 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3799700 3799658 4 46 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3857331 3857289 4 46 gi 
ribosomal RNA, partial sequence 38 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3858817 3858775 4 46 gi 
osomal RNA, partial sequence 38 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3884968 3884926 4 46 gi 
bosomal RNA, partial sequence 38 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 4230981 42309361 46 gi 


gi 


ubsp. thermosyntrophicum strain TPO 16 


219846393 


3757993 37594 


219846377 


3779118 37805 


219846372 


3786577 37880 


219846363 


3798661 38001 


219846324 
56288 38577 


219846323 
57775 38592 


219846306 
83911 38853 


219846048 
s 


ribosoma 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


ref|NR_025914.1| Mycoplasma meleagridis 
24 Mycoplasma meleagridis Bacteria; 


ref|NR_025913.1| Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


ref 
1 RN 


NR_025638.1 
A, partial s 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


Pe 


ptococcaceae; Desulfotomaculum. 


240954 Bacteria_16S 4232473 4232431 4 46 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

240954 Bacteria_16S 11406 11361 1 46 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

240954 Bacteria_16S 41869 41824 as 46 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240954 Bacteria_16S 44871 44826 1 46 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

240954 Bacteria_16S 50975 50930 1 46 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
240954 Bacteria_16S 93140 93095 1 46 gi|265679001|ref|NR_029309.1]| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

240954 Bacteria_16S 96346 96301 1 46 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

240954 Bacteria_16S 111564 111519 1 46 gi|265678988|ref|NR_029296.1| Treponema maltophilum 


strain BR 16S rib 
Spi 


Spirochaetes; 
240954 Bacteria_ 


1721-77 16S ribos 
Gammaproteobacter 


240954 Bacteria_ 


strain Fowl 16S r 
G 
240954 Bacteria_16S 
strain 50 16S rib 
G 
240954 Bacteria_16S 
strain PB 1 16S r 
G 
240954 Bacteria_16S 
398 16S ribosomal 
Gammaproteobacter 
240954 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain OY 0-002 1 
Proteobacteria; 


G 
240954 Bacteria_16S 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 


osomal RNA, partial sequence 
rochaetales; 
16S 168133 168088 1 

omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 169657 169612 1 46 gi 
ibosomal RNA, partial sequence 


46 gi 


110499 11199 
Spirochaetaceae; Treponema. 


167046 168502 Vibri 


168553 16998 


265678951 


265678950 


2 Treponema maltophilum Bacteria; 


Vibrio mimicus strain 
ia; Proteobacteria; 


ref 
o mi 


NR_029259.1 
micus Bacter 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 

ref|NR_029257.1| Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 
ibrio. 
ref|NR_029256.1| Vibrio gazogenes 
3 Vibrio gazogenes Bacteria; 


ibrio. 
ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 
ibrio 


ammaproteobacteria; Vibrionales; Vibrionaceae; V 
171133 171088 1 46 gi| 265678949 
osomal RNA, partial sequence 170036 17150 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
172643 172598 1 46 gi| 265678948 
ibosomal RNA, partial sequence 171556 17300 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
174151 174106 1 46 gi| 265678947 
RNA, partial sequence 173054 174520 Vibri 
ia; Vibrionales; Vibrionaceae; Aliivibrio. 
175659 175614 1 46 gi| 265678946 
6S ribosomal RNA, partial sequence 174571 17599 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
177145 177100 1 46 gi| 265678945 
17604 


ref|NR_029253.1| Photobacterium 
8 177513 Photobacterium leiognathi 


Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


240954 Bacteria_16S 
strain 1H 9 16S 


215621 215576 1 46 
ribosomal RNA, partial sequence 


gi| 265678919 
214535 21600 


ref|NR_029227.1| Halomonas elongata 
2 Halomonas elongata Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

240954 Bacteria_16S 223244 223199 1 46 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240954 Bacteria_16S 293102 293057 1 46 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 
240954 Bacteria_16S 370232 370187 1 46 gi 
anticariensis strain FP35 16S ribosomal RNA, partial se 


Proteobacteria; Gammaproteobacteria; 


265678808 
quence 


ref|NR_029113.1 
369170 370614 


Halomonas 
Halomonas 


anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 
240954 Bacteria_16S 400759 400714 1 46 gi| 265678788 |ref|NR_029093.1| Photorhabdus 


asymbiotica subsp. australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
240954 Bacteria_16S 419338 419293 1 46 
strain LCl 16S ribosomal RNA, partial sequence 


rtial sequence 399669 401215 
australis Bacteria; Proteobacteria; Gammaproteobacteria; 


gi| 265678775 
418286 41972 


ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
240954 Bacteria_16S 434854 434809 1 46 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
240954 Bacteria_16S 486879 486834 1 46 
69 16S ribosomal 


Ss 
gi 


Shewanella. 
NR_029032.1 


hewanellac 
265678727 


eae; 


ref Vibrio ponticus strain 


RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
240954 Bacteria_16S 488450 488405 1 46 gi| 265678726 |ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

240954 Bacteria_16S 515928 515883 1 46 gi| 265678708 |ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

240954 Bacteria_16S 517491 517446 1 46 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 


v 


240954 Bacteria_16S 519056 519011 1 46 gi|265678706|ref|NR_029011.1| Photorhabdus 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Photorhabdus. 

240954 Bacteria_16S 543464 543419 1 46 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

240954 Bacteria_16S 546525 546480 1 46 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

240954 Bacteria_16S 578447 578402 1 46 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

240954 Bacteria_16S 605457 605412 1 46 gi| 265678648 |ref|NR_028953.1| Saccharospirillum 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 
Saccharospirillum. 

240954 Bacteria_16S 616291 616246 1 46 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 


strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
240954 Bacteria_16S 628421 628376 1 46 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M1l 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 


Proteobacteria; G 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 
240954 Bacteria_16S 645268 645223 1 46 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


240954 Bacteria_16S 663195 663150 1 46 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

240954 Bacteria_16S 690528 690483 1 46 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 


strain DSM 30039 16S ribosomal RNA, partial sequence 689459 69096 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
240954 Bacteria_16S 692080 692035 1 46 gi| 265678588 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 


3 Citrobacter freundii Bacteria; 

teriaceae; Citrobacter. 

ref|NR_028893.1| Buttiauxella 
691014 692520 Buttiauxella 


warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 
240954 Bacteria_ 


brasiliensis strain DSM 5305 16S ribosomal RNA, partial 


brasiliensis DSM 
Planctomyces. 
240954 Bacteria_ 


strain NVI 88/441 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 


240954 Bacteria_ 
strain NVI 88/478 
Proteobacteria; G 


240954 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; 
240954 Bacteria_ 


strain XINach 16S 
G 


Proteobacteria; 
240954 Bacteria_ 


luminescens subsp 

Photorhabdus luminescens subsp. 
Enterobacteriales 
240954 Bacteria_1 
luminescens subsp 

Photorhabdus luminescens subsp. 
Enterobacteriales 
240954 Bacteria 1 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
Proteob 
240954 Bacteria _1 
VR1 16S ribosomal 
Gammaproteobacter 
240954 Bacteria_1 


Bacteria; 


strain Pull 5.3 1 
Proteobacteria; 


strain 12993 16S 
Proteobacteria; 


strain 256 16S ri 
Proteobacteria; 


Bacteria; 


singaporensis Bac 
Klebsiella. 


240954 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


240954 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


240954 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


240954 Bacteria_16S 


subsp. socranskii 
socranskii subsp. 


240954 Bacteria_16S 


strain CDC 2970-5 


16S 695107 695062 1 
5305 Bacteria; 


16S 709766 709721 


16S 711324 711279 


16S ribosomal RNA, 
ammaproteobacteria; 
717521 717476 


716437 71796 


G 


G 
240954 Bacteria_1 
ferriphilum strai 
Bacteria; Nitrosp 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 
alkaliphilum stra 
Proteob 
240954 Bacteria_16S 
singaporensis str 


G 
240954 Bacteria_16S 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 722162 722117 1 46 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 723748 723703 1 46 gi 
laumondii strain TTO1 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 
6S 725331 725286 1 46 gi 
akhurstii strain FRGO4 16S ribosomal 


v 


Photorhabdus. 
46 


Enterobacteriaceae; 
6S 728436 728392 1 gi 
acteria; Gammaproteobacteria; Chromati 
6S 770026 769981 1 46 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
6S 791619 791574 1 46 gi 
6S ribosomal RNA, 


6S 796125 796080 1 46 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
819101 819056 1 46 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820606 820561 1 46 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
842021 841976 1 46 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
849530 849485 1 46 gi 
teria; Proteobacteria; Gammaproteobact 
858614 858569 1 46 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
966027 965982 1 46 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


967611 967566 
osomal RNA, partial 
ammaproteobacteria; Oceanospirillales; 
970596 970551 1 46 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


1 
sequence 


46 gi 


984281 984236 1 46 gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 


721087 72261 


768965 770424 Vibri 


complete sequence 790537 79204 
ammaproteobacteria; Alteromonadales; P 


818049 81950 


819558 82101 


ain LX3 16S ribosomal RNA, partial seq 


966531 96793 


Enterobac 
265678567 


Enterobac 
265678566 


265678565 
RNA, part 


265678563 

72737 
ales; Ecto 
265678533 


265678518 


sychromona 
265678515 
nce 79504 
eptospiril 
265678500 


Enterobac 
265678499 


Enterobac 
265678485 
nce 84098 
irillales; 
265678480 
uence 
eria; Ente 
265678473 
ce 85752 
ibrionales 
265678401 
1 sequence 


265678400 


Halomonad 
265678397 
uence 
teria; Des 
265678388 
artial seq 
irochaetal 
265678386 


987419 987374 1 46 gi 
9 16S ribosomal RNA, partial sequence 


8 Enterobacter 


46 gi| 265678586 |ref|NR_028891.1| Planctomyces 
sequence 694091 695537 Planctomyces 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 

1 46 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Vibrionales; Vibrionaceae; Aliivibrio. 
1 46 gi| 265678575 |ref|NR_028880.1| Moritella viscosa 
partial sequence 710239 711741 Moritella viscosa Bacteria; 
Alteromonadales; Moritellaceae; Moritella. 
1 46 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 


RNA, parti 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


eobacteria; 


pyrinus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 
ref|NR_028870.1] Photorhabdus 

al sequence 722663 724202 


Photorhabdus 
724253 725774 


ref 
ial 


NR_028869.1 
sequence 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028837.1 
o ruber Bacteria 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Vibrio ruber strain 
Proteobacteria; 


v 


ref |NR_028821.1 

3 Psychromonas arctica Bacteria; 

daceae; Psychromonas. 

ref|NR_028818.1| Leptospirillum 

0 796555 Leptospirillum ferriphilum 

lum. 

ref|NR_028803.1| Kluyvera cryocrescens 

7 Kluyvera cryocrescens Bacteria; 

teriaceae; Kluyvera. 

ref|NR_028802.1| Kluyvera intermedia 

0 Kluyvera intermedia Bacteria; 

teriaceae; Kluyvera. 

ref|NR_028788.1| Marinospirillum 

1 842417 Marinospirillum alkaliphilum 

Marinospirillum. 

ref |NR_028783.1 
848542 849823 

robacteriales; E 


Psychromonas arctica 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Desulfovibrio 

ovibrio mexicanus 
aceae; Desulfovibrio. 
ref|NR_028703.1| Salinivibrio costicola 
964933 966480 Salinivibrio costicola 
Vibrionales; Vibrionaceae; 


ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 


v 


ref|NR_028702.1| Halomonas campisalis 
0 Halomonas campisalis Bacteria; 
aceae; Halomonas 
ref |NR_028699.1 
969528 971049 


ulfovibrionales; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


ref 
uenc 


NR_028690.1 
e 983192 


Treponema socranskii 
984718 Treponema 
es; Spirochaetaceae; Treponema. 


98633 


ref|NR_028688.1| Citrobacter murliniae 
6 987865 Citrobacter murliniae 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


240954 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


240954 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


240954 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


240954 Bacteria_16S 


sapovorans strain 
Bacteria; Firmicu 


240954 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


240954 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


240954 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


240954 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


240954 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


240954 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


240954 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


240954 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; G 


240954 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


240954 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; G 


988999 988954 1 46 gi|265678385|ref|NR_028687.1| Citrobacter braakii 
bosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

990579 990534 1 46 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 
ibosomal RNA, partial sequence 989496 991017 Citrobacter sedlakii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

992150 992105 1 46 gi| 265678383 |ref|NR_028685.1| Citrobacter rodentium 
6S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

993708 993664 1 45 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 

OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
tes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

1004389 1004344 1 46 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 

16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

1007429 1007384 1 46 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 
lales; Bacillaceae; Bacillus. 

1010400 1010355 1 46 gi|265678371|ref|NR_028673.1| Shewanella algae 
ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1051689 1051644 1 46 gi|265678343|ref|NR_028645.1| Marinospirillum 

16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
acteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

1059213 1059168 1 46 gi|265678338|ref|NR_028640.1| Deferribacter 
ain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

1065319 1065274 1 46 gi|265678334|ref|NR_028636.1| Marinomonas 
in KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
eria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

1066773 1066728 1 46 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 
6S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

ELIVG55 TLS 10 41 46 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
6S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1119388 1119343 1 46 gi|228716249|ref|NR_027549.1| Escherichia fergusonii 


bosomal 
acteria 


RNA, partial sequence 
; Gammaproteobacteria; Enteroba 
1136005 1135960 1 46 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibr 


i 


1118333 11198 
cteriales; 


253680766 


1134932 11363 
onaceae; 


Vv 


05 Escherichia fergusonii ATCC 35469 
Enterobacteriaceae; Escherichia. 
ref|NR_028014.1| Vibrio coralliilyticus 
96 Vibrio coralliilyticus Bacteria; 
ibrio. 


240954 Bacteria_16S 1149723 1149678 1 46 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

240954 Bacteria_16S 1152700 1152655 1 46 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

240954 Bacteria_16S 1154117 1154072 1 46 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

240954 Bacteria_16S 1158689 1158644 1 46 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

240954 Bacteria_16S 1185962 1185917 1 46 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

240954 Bacteria_16S 1187473 1187428 1 46 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

240954 Bacteria_16S 1188984 1188939 1 46 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

240954 Bacteria_16S 1190495 1190450 1 46 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

240954 Bacteria_16S 1196641 1196596 1 46 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

240954 Bacteria_16S 1211780 12117351 46 gi|224581438|ref|NR_027220.1| Halomonas 


hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


1210750 1212158 Halomonas 


240954 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


240954 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


240954 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 


strain Esulfidel 


Proteobacteria; G 


240954 Bacteria_16S 
rain ATCC 35535 16S ribosomal RNA, par 
Spiro 


subsp. paredis st 
socranskii subsp. 


240954 Bacteria_16S 
rain ATCC 35534 16S ribosomal RNA, par 
Spiro 


subsp. buccale st 
socranskii subsp. 


240954 Bacteria_16S 


strain A431 16S r 
Proteobacteria; G 


240954 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


240954 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


ganghwensis strai 
ganghwensis Bacte 


240954 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


240954 Bacteria_16S 
strain ATCC 33508 16S ribosomal RNA, p 
Ga. 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


240954 Bacteria_16S 


strain E58 16S ri 
Chlamydiae; Chlam 


240954 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


denitrificans str 
denitrificans OS2 
Shewanella. 


240954 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


240954 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


240954 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


240954 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


240954 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


240954 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


240954 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


240954 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


1213257 1213212 1 46 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1214750 1214705 1 46 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1216230 1216185 1 46 gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1252353 1252308 1 46 gi 


paredis Bacteria; 
1253880 1253835 1 


Spirochaetes; 
46 gi 
buccale Bacteria; Spirochaetes; 
1258446 1258401 1 46 

ibosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
1264422 1264377 1 46 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1276416 12763711 46 gi 


gi 


1277906 1277861 1 46 gi 
Proteobacteria; 
1343346 1343301 1 


ria; 


46 gi 


1355577 1355532 1 46 gi 


costicola Bacteria; Proteobacteria; 
1367470 1367425 1 46 
bosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydophila. 
1369065 1369020 1 46 gi 
RS-1 16S ribosomal RNA, 


gi 


1385696 1385651 1 46 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1396184 1396135 1 50 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1412599 1412554 1 46 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1431034 1430989 1 46 gi 


gi 


ammaproteobacteria; Pasteurellales; Pa 
1432594 1432549 1 46 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1443393 1443348 1 46 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pasteure 
1459826 1459781 1 46 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1467485 1467440 1 46 gi 
ibosomal RNA, partial sequence 
rochaetales; 
1484219 14841741 46 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


gi 


240954 Bacteria_16S 


1503701 1503664 9 46 gi 


1212209 12136 


1213697 12151 


1257400 12588 


LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
240954 Bacteria_16S 
n JC2041 16S ribosomal RNA, partial se 
Gammaproteobacter 


somal RNA, partial sequence 1342254 1343799 Ferri 
ammaproteobacteria; Alteromonadales; F 


1366379 


complete sequ 


acteria; Deltaproteobacteria; Desulfov 


240954 Bacteria_16S 


1395106 13965 


14115371 


16S ribosomal RNA, partial sequence 1429972 1 


1458766 1 


1466484 14678 
Spirochaetaceae; Treponema. 


1483159 14846 


224581437 


Halomonad 
224581436 


Halomonad 
224581404 


Halomonad 
219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
219856813 


onaceae; V 
219846655 
sequence 
; Spirocha 
219846179 
ce 12753 
irillales; 
219846127 
quence 

ia; Altero 
228721107 


errimonada 
228720264 
artial seq 
mmaproteob 


228718799 
13679 


228718692 
ence 13679 
ibrionales 
228716834 
equence 

eobacteria 


228715882 


224581450 
4130 
seudoalter 
224581435 
4314 
steurellac 
224581434 
ence 14315 
eptospiril 
224581426 
14423 
llales; Pa 
224581413 
4602 
Enterobac 
224581408 


219857506 


Halomonad 
219846475 


ref |NR_027219.1 


acea 
ref 


e; Halomona 
NR_027218.1 


acea 
ref 


e; Halomona 
NR_027185.1 


acea 
ref 
nce 
Spi 
ref 
nce 
Spi 
ref 


e; Halomona 
NR_024869.1 

125128 
rochaetaceae 
NR_024868.1 

125281 
rochaetaceae 
NR_024632.1 


ibrio. 
ref |NR_026247.1 

1263357 126483 
etaceae; Trepone 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref|NR_027602.1 
monas balearica 
ceae; Ferrimonas 
ref|NR_027590.1 
uence 135446 
acteria; Vibrion 


ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027556.1 
1384632 138613 
Alteromonadale 


, 


ref|NR_027541.1 


ref |NR_027234.1 


omon 
ref 


adaceae; Alg 
NR_027217.1 


eae; Phocoenobac 
ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref|NR_027194.1 


teri 
ref 


aceae; Xenor 
NR_027189.1 


ref |NR_025094.1 


acea 
ref 


e; Kushneri 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Ss. 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
s. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 

Vibrio halioticoli 


’ 


, 


27 Vibrio halioticoli Bacteria; 


Treponema 
5 Treponema 
ma. 
Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Ferrimonas balearica 
DSM 9799 Bacteria; 
Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Shewanella 

1 Shewanella 

s; Shewanellaceae; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Leptospirillum 
pirillum ferrooxidans 


Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
a. 


NR_026067.1 


Rhizobium tropici 


strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


240954 Bacteria_16S 
strain 8025 16S r 
G 
240954 Bacteria_16S 
strain OMZ833 16S 
Spi 
240954 Bacteria_16S 
decolorationis st 
decolorationis Ba 


Proteobacteria; 


Spirochaetes; 


Shewanella. 


240954 Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacter 
240954 Bacteria_16S 


strain 75-80 16S 
Proteobacteria; 


strain Albert 199 
Proteobacteria; 


strain 888-76 16S 
Proteobacteria; 


strain OSBAC1 16S 
Proteobacteria; 


Proteobacteria; 


strain KMM 1376 1 
Proteobacteria; 


strain 2825 16S r 
Proteobacteria; 


strain LMG 20362 
Proteobacteria; 


strain : 
Proteobacteria; 


LMG 2096 


R-3712 16S riboso: 
Gammaproteobacter 


240954 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; 


Gammaproteobacter 


240954 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


240954 Bacteria_16S 


strain LMG 20536 


Proteobacteria; G 


240954 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


240954 Bacteria_16S 


strain ME102 16S 


Proteobacteria; G 


240954 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 
CAIM 578 16S ribo 
Gammaproteobacter 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 
xylanivorans stra 
xylanivorans Bact 
240954 Bacteria_16S 
strain RB-8 16S r 
G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 


1512719 1512674 1 46 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1523277 1523232 1 46 gi 
ribosomal RNA, partial sequence 
rochaetales; 
1608413 1608368 1 46 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


gi 


1658397 1658352 1 46 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1659952 1659907 1 46 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1667632 1667587 1 46 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1672237 1672192 1 46 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1699668 1699623 1 46 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1708848 1708803 1 46 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1734665 1734620 1 46 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1737723 1737678 1 46 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1756080 1756035 1 46 gi 


ammaproteobacteria; Oceanospirillales; 
1757651 1757606 1 46 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1777102 1777057 1 46 gi 


ammaproteobacteria; Vibrionales; Vibri 
1784647 1784602 1 46 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1792210 1792165 1 46 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1793684 1793639 1 46 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1795239 17951941 46 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1796724 1796679 1 46 gi 


ammaproteobacteria; Vibrionales; Vibri 
1798278 1798233 1 46 gi 


ammaproteobacteria; Vibrionales; Vibri 
1847280 1847235 1 46 gi 
train NF22 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


1862343 1862298 1 46 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1863850 1863805 1 46 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 


gi 


240954 Bacteria_16S 


1511717 15130 


1522207 15236 
Spirochaetaceae; Treponema. 


somal RNA, partial sequence 1657325 1658829 Vibri 


1658880 16603 


G 


1671187 16725 


somal RNA, partial sequence 1698596 1700102 Vibri 


1707781 17092 


1736673 17381 


6S ribosomal RNA, partial sequence 1755010 17565 


1756574 17580 


16S ribosomal RNA, partial sequence 1776030 17774 


1791138 1792572 Vibri 


1792623 17941 


1794167 1795601 Vibri 


16S ribosomal RNA, partial sequence 1795652 17971 


16S ribosomal RNA, partial sequence 1797206 17986 


1861284 18627 


219878127 


steurellac 
219857543 


219878471 
quence 
teria; Alt 


219878436 


219878435 


onaceae; 
219878430 

16665 
Enterobac 

219878427 


Enterobac 
219878408 


219878402 


matiaceae; 
219878385 
uence 

iales; Lac 
219878383 


Oleispira 
219878369 


Halomonad 
219878367 


sychromona 
219878352 


onaceae; V 
219878347 
17835 
Halomonad 
219878341 


219878340 


onaceae; V 
219878339 


219878338 


onaceae; V 
219878337 


onaceae; V 
219878304 
sequence 

cteria; Al 


219878293 


Oleiphila 
219878292 
nce 18627 
irillales; 


1865432 1865387 1 46 gi 


ref |NR_025266.1 


eae; 
ref 


Histophilus 
NR_025131.1 


ref|NR_025610.1 
1607365 160881 
eromonadales; Sh 


ref 
o fo 


NR_025575.1 
rtis Bacteri 
ref|NR_025574.1 
rimontia. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 


teri 
ref 
°O po 


aceae; Enter 
NR_025547.1 
meroyi Bacte 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025522.1 


ref|NR_025508.1 
aceae; Halomona 
ref|NR_025506.1 
69 Psychromonas 
daceae; Psychrom 
ref|NR_025491.1 


ibrio. 
ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomona 
ref |NR_025480.1 
o chagasii Bacte 
ref|NR_025479.1 
ibri 
ref 
o xu 


oO. 
NR_025478.1 
ii Bacteria 


, 


ref|NR_025477.1 


ibri 
ref 


oO. 
NR_025476.1 


ibrio. 
ref|NR_025443.1 

1846218 184771 
teromonadales; S 


ref |NR_025432.1 


ceae; Oleiphilus 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 


219878291 


canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 


Ss. 


Histophilus somni 


77 Histophilus somni Bacteria; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


48 Enterobacter cowanii Bacteria; 


obacter. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
s. 


Psychromonas profunda 


profunda Bacteria; 


onas. 
Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Halomonas muralis 
nas muralis Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 


ref |NR_025430.1 
1864353 186588 


Chromohalobacter 
4 Chromohalobacter 


canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Chromohalobacter. 
240954 Bacteria_16S 


1876052 1876007 1 


46 


strain HK85 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


240954 Bacteria_16S 
norvegicum strain 


Desulfomicrobium. 
240954 Bacteria_16S 


1894657 1894612 1 


1929341 1929296 1 


46 


46 


strain 2674 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


240954 Bacteria_16S 


1930877 1930832 1 


46 


strain 2693 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


240954 Bacteria_16S 
strain DSM 12838 


240954 Bacteria_16S 


strain 95Al 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


240954 Bacteria_16S 


macestii strain M-9 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Bacteria; 
240954 Bacteria_16S 


1933880 1933835 1 


1962737 1962692 1 


1977853 1977808 1 


1988812 1988767 1 


46 


46 


complete sequence 


46 


46 


gi|219878284 


ref|NR_025423.1| Haemophilus pittmaniae 


1874987 1876454 Haemophilus pittmaniae Bacteria; 


gi|219878268 


DSM 1741 16S ribosomal RNA, partial sequence 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; 


gi| 219878242 


Desulfovibrionales; 


Haemophilus. 
ref|NR_025407.1| Desulfomicrobium 

1893578 1895094 Desulfomicrobium 
Desulfomicrobiaceae; 


ref|NR_025381.1| Moritella profunda 
1928261 1929762 Moritella profunda Bacteria; 
Moritella. 
ref|NR_025380.1| Moritella abyssi 


gi| 219878241 


1929813 1931309 Moritella abyssi Bacteria; 


gi|219878239 


gi|219878220 


Desulfomicrobiaceae; 


Moritella. 


ref|NR_025378.1| Desulfomicrobium orale 


16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


Desulfomicrobium. 


ref|NR_025359.1| Pasteurella skyensis 


1961654 1963186 Pasteurella skyensis Bacteria; 


gi|219878210 


gi|219878203 


Pasteurella. 


ref|NR_025349.1| Desulfomicrobium 


1976773 1978275 Desulfomicrobium macestii 
Desulfovibrionales; 


Desulfomicrobiaceae; Desulfomicrobium. 


ref|NR_025342.1] Tatumella ptyseos 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 1989239 Tatumella ptyseos Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


240954 Bacteria_16S 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial 
proteamaculans Bacteria; 


Serratia. 
240954 Bacteria_16S 
strain DSM 30063 


240954 Bacteria_16S 


1990360 1990315 1 


1991908 1991863 1 


1993451 1993406 1 


Proteobacteria; 


46 


Gammaproteobacteria; 


46 


46 


gi|219878202 


gi|219878201 


gi|219878200 


Tatumella. 


ref|NR_025341.1]| Serratia 


sequence 1989290 1990791 Serratia 
Enterobacteriales; 


Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 


16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serratia. 


ref |NR_025339.1| Serratia fonticola 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


240954 Bacteria_16S 
strain DSM 12358 


240954 Bacteria_16S 


1994999 1994954 1 


1996534 1996489 1 


46 


46 


gi|219878199 


16S ribosomal RNA, partial sequence 1993927 19954 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi|219878198 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 19969 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


240954 Bacteria_16S 
strain DSM 30118 


240954 Bacteria_16S 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; 
Enterobacteriaceae; 


Gammaproteobacteria; 
240954 Bacteria_16S 
proteus strain 42 
Bacteria; 
240954 Bacteria_16S 


1998079 1998034 1 
1999618 1999573 1 
Enterobacteriales; 


2001152 2001107 1 


2002688 2002643 1 


46 


46 


46 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


46 


gi|219878197 


16S ribosomal RNA, partial sequence 1997016 19985 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi|219878196 


Serratia. 

ref|NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
Serratia. 

ref |NR_025337.1| Rahnella aquatilis 
65 Rahnella aquatilis Bacteria; 
Rahnella. 

ref |NR_025336.1| Proteus vulgaris 

10 Proteus vulgaris Bacteria; 

Proteus. 

NR_025335.1| Pragia fontium strain 
Proteobacteria; 


ref 


Pragia. 
gi|219878195|ref|NR_025334.1| Obesumbacterium 
2000096 2001585 Obesumbacterium proteus 


gi|219878194 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


240954 Bacteria_16S 


2004220 2004175 1 


46 


gi|219878193 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


240954 Bacteria_16S 


strain $3/2-161 16S ribosomal 


2005765 2005720 1 


46 


gi|219878192 


RNA, partial sequence 2004699 20061 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


240954 Bacteria_16S 


2007311 2007266 1 


46 


gi|219878191 


strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20077 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


240954 Bacteria_16S 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
240954 Bacteria_16S 


strain $1/6-571 16S ribosomal 


2008855 2008810 1 
Proteobacteria; 


2010414 2010369 1 


46 


Gammaproteobacteria; 


46 


219878190 
sequence 


gi 


gi|219878189 


RNA, partial sequence 2009346 20108 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


240954 Bacteria_16S 


2028286 2028241 1 


46 


gi|219878177 


Enterobacteriales; 


Enterobacteriaceae; Obesumbacterium. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
Leminorella. 

ref |NR_025332.1| Budvicia aquatica 

48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 

ref |NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 

ref |NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
Enterobacteriaceae; 


Buttiauxella brennerae 
50 Buttiauxella brennerae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025316.1| Pectobacterium 


ref |NR_025328.1 


carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Pectobacterium. 
46 gi 


Enterobacteriales; Enterobacteriaceae; 
240954 Bacteria_16S 2092570 2092525 1 
strain 63 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Alteromonadales; 
240954 Bacteria_16S 2103320 2103275 1 46 
submarinus strain 6N 16S 
Bacteria; Proteobacteria; 
240954 Bacteria_16S 2121489 21214441 
DSM 4568 16S ribosomal R 
Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
240954 Bacteria_16S 2127600 2127556 1 46 gi 
microaerophila strain ALEN 1 16S ribosomal RNA, partial 
microaerophila Bacteria; Proteobacteria; Gammaproteobac 
Thioalkalispira. 
240954 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 
240954 Bacteria_16S 
strain KMM 3582 1 
Proteobacteria; G 
240954 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; 
240954 Bacteria_16S 2236572 2236527 1 46 gi 
thiodismutans strain MLF1 16S ribosomal RNA, partial se 
thiodismutans Bacteria; Proteobacteria; Deltaproteobact 
Desulfonatronum. 
240954 Bacteria_16S 
ATCC 43380 16S ri 


gi 


46 gi 


2163716 21636711 46 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2189619 2189574 1 
6S ribo 
ammaproteobacteria; Alteromonadales; 
2194125 2194080 1 46 


46 gi 


Ss 
gi 


2239596 2239551 1 46 
bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
240954 Bacteria_16S 2241107 2241062 1 46 gi 
NCTC 5923 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
240954 Bacteria_16S 2242618 2242573 1 46 gi 
strain ATCC 33638 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
240954 Bacteria_16S 2244129 2244084 1 46 gi 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; Proteobacteria; Gammaprote 
Yersinia. 

240954 Bacteria_16S 2270336 2270291 1 46 gi 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; 
240954 Bacteria_16S 2294581 2294536 1 46 gi 
strain ACEM 9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
240954 Bacteria_16S 2364125 2364080 1 46 


gi 


Ss 
gi 


s 


ribosomal RNA, partial sequenc 
Deltaproteobacteria; Desulfov 


n WR-30 16S ribosomal RNA, partial seq 


219878128 


2091488 20930 
wanellac 


he 
219878118 
e 
ib 
219857654 


NA, partial sequence 2120505 2121907 Cedec 
Cedec 


eae; 

219857650 
sequence 

teria; 


219857626 
equence 


teria; 


219857606 


somal RNA, partial sequence 2188558 21900 
wanellac 


he 
219857603 
uence 
Thermales; 
219857575 
quence 
eria; 


219857573 


2238534 22399 
nterobac 


E 
219857572 


2240045 22415 


Enterobac 
219857571 
22415 
cteriales; 
219857570 

partial s 
obacteria; 


219857553 
sequence 

Sp 
219857535 


2293525 22949 


hewanellac 
219857485 


strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 23645 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
240954 Bacteria_16S 2377709 2377668 5 46 gi 
strain MMP-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
240954 Bacteria_16S 2415886 2415841 1 46 gi 
inopinatus strain HHQ 20 16S ribosomal RNA, partial seq 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteri 
Desulfovibrio. 

240954 Bacteria_16S 
strain KMM 3299 1 
Proteobacteria; G 
240954 Bacteria_16S 


2443125 2443080 1 46 gi 
ammaproteobacteria; Alteromonadales; S 
2446205 2446160 1 46 gi 
strain CCUG 30811 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
240954 Bacteria_16S 2462812 2462767 1 46 gi 
strain ATCC 33531 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 


steurellac 
219857475 


2376676 23781 


219857450 
uence 
a; Desulfo 


219857424 


6S ribosomal RNA, partial sequence 2442080 24435 


hewanellac 
219857422 

24451 
nadales; 
219857408 

24617 
cteriales; 


240954 Bacteria_16S 2574506 2574461 1 46 gi 
aminophilus strain ALA-3 16S ribosomal RNA, partial seq 


21022 
rionales 


Chr 


Des 


Desu 


irochaet 


Alter 


ref |NR_025267.1 
eae; Shewanella 
ref|NR_025257.1 
11 2103776 Desul 
; Desulfohalobi 
ref |NR_025243.1 
ea davisae Bact 
ea. 
ref |NR_025239.1 

2126557 212798 
omatiales; Ecto 


NR_025215.1 
162629 216416 


ulfovibrionales; 


ref 


is} 


ref|NR_025195.1 
Shewanella 
ref|NR_025191.1 

2193088 219457 
Thermaceae; Mei 
ref|NR_025163.1 

2235498 223697 
lfovibrionales; 


eae; 


ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref |NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025141.1 

2269277 227073 
aceae; Treponema 
ref |NR_025123.1 


Shewanella 
NR_025073.1 


eae; 
ref 


eae. 


ref|NR_025063.1 


ref|NR_025038.1 

2414827 241631 
vibrionales; Des 
ref|NR_025012.1 
eae; Shewanella. 
ref|NR_025010.1 
48 2446624 Alishe 
omonadaceae; 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 


219857285 
uence 


£ 
a 


e 


t 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 

Cedecea davisae strain 
ria; Proteobacteria; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Desulfovibrio 
3 Desulfovibrio 


Desulfovibrionaceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Meiothermus 
0 Meiothermus 
othermus. 
Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Treponema 
9 Treponema 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Alishewanella fetalis 


wanella fetalis 


Alishewanella. 
Raoultella planticola 
ella planticola 
eae; Raoultella. 


ref|NR_024916.1 
2573428 257495 


Desulfovibrio 
7 Desulfovibrio 


aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


240954 Bacteria_ 


mediterranea stra 
mediterranea MMB- 


240954 Bacteria_ 


granulomatis stra 
granulomatis Bact 


240954 Bacteria_ 
strain HPA92 16S 
Proteobacteria; 

240954 Bacteria_ 


strain 177 16S ri 
G 


Proteobacteria; 
240954 Bacteria_ 


strain P925 16S r 
G 


Proteobacteria; 
240954 Bacteria_ 


burkinensis strai 
Proteob 


Bacteria; 
240954 Bacteria_ 


strain CVL 16S ri 
D 


Proteobacteria; 
240954 Bacteria_ 


strain ATCC 51603 
G 


Proteobacteria; 
240954 Bacteria_ 


strain CDC 0876-5 
Proteob 


Bacteria; 
240954 Bacteria_ 
strain CDC 2991-8 
Proteobacteria; 


Actinobacillus. 


240954 Bacteria_16S 


strain Y223G 16S 
Proteobacteria; 


strain SM2-1 16S 
Proteobacteria; 


marinintestina Ba 
Shewanella. 


240954 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


240954 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; 


strain JCM1679 16 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwar 
240954 Bacteria_16S 2856062 2856017 1 46 gi| 219856887 |ref|NR_024706.1 
strain ATCC 12775 16S ribosomal RNA, partial sequence 2854985 2856506 Pseudo: 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 
240954 Bacteria_16S 2866860 2866815 1 46 gi|219856880|ref|NR_024699.1 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 286730 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromo 
Marinobacterium. 

240954 Bacteria_16S 2893070 2893025 1 46 gi|219856861|ref|NR_024680.1 


strain S-1 16S ri 
Proteobacteria; G 


240954 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


G 


G 
240954 Bacteria_16S 
succinogenes stra 
succinogenes Bact 


G 
240954 Bacteria_16S 


G 
240954 Bacteria_16S 
schlegeliana stra 
schlegeliana Bact 
240954 Bacteria_16S 
marinintestina st 


G 
240954 Bacteria_16S 


16S 2586772 2586727 1 

in MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; Gammaprote 
16S 2600586 2600541 1 46 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
16S 2602140 2602095 1 46 gi|2 
ribosomal RNA, partial sequence 2601 
ammaproteobacteria; Pasteurellales; Pa 
16S 2603694 2603649 1 46 gi|2 
bosomal RNA, partial sequence 2602 
ammaproteobacteria; Pasteurellales; Pa 
16S 2605248 2605203 1 46 gi|2 
ibosomal RNA, partial sequence 2604 
ammaproteobacteria; Pasteurellales; Pa 
16S 2606809 2606764 1 46 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
16S 2614557 2614512 1 46 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
16S 2620790 2620745 1 46 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2635919 2635874 1 46 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
16S 2637483 2637438 1 46 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2639061 2639016 1 46 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


46 gil2 


complete se 


2 


2 


2 


v 


2717167 2717122 1 46 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2733955 2733910 1 46 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2735445 2735400 1 46 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2736935 2736890 1 46 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


gi 


ri 


te 


2763539 2763494 1 46 gi 


acteria; Gammaproteobacteria; Enterobact 
2765055 2765010 1 46 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766571 2766526 1 46 gi 
S ribosomal RNA, partial sequence 


E 


bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2928076 2928031 1 46 gi 
ATCC 19193 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria; 


on 


240954 Bacteria_16S 


qu 
ob 


al 
ri 


st 


st 


st 


nc 
ib 


2613469 26150 
219857252 


E 
219857234 


ct 
219857233 


E 
219857232 
ue 
ri 


219857177 
2716108 27 
ol 
219857165 
2732909 27 
he 
219857164 
qu 


219857163 
eq 
219857142 


16S ribosomal RNA, partial sequence 2762542 27 


219857141 
2763991 27 


219857140 
2765507 27669 


2892009 28935 


219856838 


19857277 
ence 
acteria; 
19857268 
sequenc 
a; Paste 
19857267 
060 26025 
eurellac 
19857266 
614 26041 
eurellac 
19857265 
168 26056 
eurellac 
19857264 
e 26057 
rionales 
19857256 


ref |NR_024908.1 

2585691 25872 
Oceanospirilla 
ref|NR_024899.1 
e 2599506 26010 
urellales; Past 
ref |NR_024898.1 


Mannheimia 
NR_024897.1 


eae; 
ref 


Mannheimia 
NR_024896.1 


eae; 
ref 


Mannheimia. 
NR_024895.1 


eae; 
ref 
7 De 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; De 
ref |NR_024883.1 
36 2621149 Kluyv 
teriaceae; Kluy 
ref |NR_024862.1 
42 2636362 Citro 
Enterobacteria 
ref|NR_024861.1 
13 2637923 Citro 
teriaceae; Citr 
ref |NR_024860.1 

2637974 263946 
urellales; Past 


Desulfov 


26197 
nterobac 


26348 
eriales; 


26364 
nterobac 


nce 
a; Paste 
ref |NR_024805.1 
175 
ace Colwellia. 


NR_024793.1 


welli ae; 
ref 
343 
wanellaceae; Shewanella 
ref|NR_024792.1 

2734399 273583 
omonadales; She 
ref|NR_024791.1 

2735889 273732 


eromonadales; Sh 


ence 
a; Alter 
uence 


ria; Alt 


ref|NR_024770.1 
639 
es; Ent 


ref 


erobacteriac 
NR_024769.1 


erial 


654 


nterobacteriaceae; Edwar 
ref|NR_024768.1 


72 Edwardsiella 


ibrio. 
ref|NR_024657.1 

2927022 292847 
irillales; Marin 


aceae; V 


quence 
Oceanosp 


2931061 2931016 1 46 gi 


219856836 


2 
1 


0 
e 


22 2607261 Desulf 
sulfovibrion 
s 


e 
Vv 


b 
c 


b 


fe} 


e 


wanellaceae; 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Kluyvera georgiana 

ra georgiana Bacteria; 
era. 

Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 

1 Actinobacillus 
urellaceae; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 

8 Shewanella 
Shewanella. 
Shewanella 

8 Shewanella 
ewanellaceae; 


Edwardsiella tarda 


40 Edwardsiella tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


56 Edwardsiella ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Pseudomonas flectens 
monas flectens Bacteria; 


Marinobacterium 
5 Marinobacterium 


nadaceae; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 


ref|NR_024655.1 


Oceanobacter kriegii 


strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 


240954 Bacteria_16S 2932566 2932521 1 46 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

240954 Bacteria_16S 2935588 2935543 1 46 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
240954 Bacteria_16S 2947786 2947741 1 46 gi|219856825|ref|NR_024644.1| Serratia rubidaea 


strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

240954 Bacteria_16S 2949276 2949231 1 46 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

240954 Bacteria_16S 2950764 2950719 1 46 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 


strain JCM1237 
Proteobacteria; 
240954 Bacteria_ 
strain JCM1234 16 
Proteobacteria; 
240954 Bacteria_ 
strain JCM6051 16 
Proteobacteria; 
cloacae complex. 


16 


240954 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


240954 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


240954 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


240954 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


240954 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


240954 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


240954 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


240954 Bacteria_16S 


strain GY-1 16S r 
Deinococcus-Therm 


240954 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


240954 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


240954 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


240954 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


240954 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


240954 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


G 
16S 


G 


G 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2952265 2952220 1 46 gi 
S ribosomal RNA, partial sequence 


E 


ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2982607 2982562 1 46 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3043392 3043347 1 46 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 
3050951 3050906 1 46 gi 

rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


oc 


ue 
ac 


s 
te 


3073540 3073495 1 46 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3117193 3117148 1 46 gi 
star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


gi 


B 


ue 
a; 


3139580 3139535 1 46 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3205075 3205030 1 46 gi 
ibosomal RNA, partial sequence 
rochaetales; 


gi 


M 


Spirochaetaceae; Treponema. 
3227739 3227694 1 46 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3233790 3233745 1 46 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3242950 3242905 1 46 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


on 


qu 
hl 


qu 


, 


3244510 3244465 1 46 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
rio. 


1 
ct 


2949709 29511 


219856822 
2951208 29526 


2963222 29647 


219846935 


219846894 


3042319 30437 


219846888 


219846873 
3072467 30738 


219846844 


219846829 
3138565 31400 


219846785 
3204032 32054 


219846769 
3226672 32281 
219846765 


219846759 


219846758 


teri 
ref 


nterobac aceae; Enter 


NR_024641.1 


20 Streptococcus 
cus. 
ref|NR_026527.1 

2981577 298305 
amydophila. 
ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
NR_026480.1 
6 


vibrionales; 


nce 


eae; Chl 


Desulfov 


equence 
ria; Des 


ref |NR_026465.1 


alneatrix. 
ref|NR_026436.1 
nce 116131 311762 
Alteromonadales; Psychr 


w 


ref |NR_026421.1 
eiothermus. 


ref |NR_026377.1 


ref|NR_026361.1 
ibrio. 
ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_026351.1 

3241884 324339 
ibrionales; Desu 


aceae; V 


ence 
amydiace 


ence 
Desulfov 


ref|NR_026350.1 
3243444 324494 
sulfovibrionales 


sequence 
eria; De 


3271516 32714711 46 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


240954 Bacteria_16S 


strain ATCC 29903 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


3273054 3273009 1 46 gi 
16S ribosomal RNA, partial sequence 


219846740 


Enterobac 
219846739 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 


32704 


57 Enterobacter amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


57 Enterobacter gergoviae Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
16S 2953763 2953718 1 46 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
2961173 2961128 1 46 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
ia; Alteromonadales; Colwelliaceae; Colwellia. 
2964305 2964260 1 46 gi|219856814|ref|NR_024633.1| Streptococcus canis 


canis Bacteria; 


Chlamydophila 
5 Chlamydophila 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 
Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Parachlamydia 
7 Parachlamydia 
a. 

Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


v 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 


3271984 3273471 Shigel 
Shige 


Shigella flexneri 
la flexneri Bacteria; 
lla. 


240954 Bacteria_16S 3288229 3288184 1 46 gi|219846729|ref|NR_026321.1 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermo 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 

240954 Bacteria_16S 3314103 3314058 1 46 gi|219846711|ref|NR_026303.1 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 331453 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; D 
Desulfovibrio. 

240954 Bacteria_16S 3315638 3315593 1 46 gi|219846710|ref|NR_026302.1 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

240954 Bacteria_16S 3318684 3318639 1 46 gi|219846708|ref|NR_026300.1 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

240954 Bacteria_16S 3320207 3320162 1 46 gi|219846706|ref|NR_026298.1 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 332063 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
Halomonas. 

240954 Bacteria_16S 3353649 3353604 1 46 gi|219846682|ref|NR_026274.1 


strain FB2 16S ribosomal RNA, partial sequence 3352589 33540 


Thermodesulfovibrio 
desulfovibrio islandicus 


Desulfovibrio 
8 Desulfovibrio 


esulfovibrionaceae; 


Spirochaeta africana 


africana Bacteria; 


Spirochaeta asiatica 


asiatica Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

240954 Bacteria_16S 3385806 3385761 1 46 gi|219846659|ref|NR_026251.1| Chromohalobacter 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

240954 Bacteria_16S 3387279 3387234 1 46 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

240954 Bacteria_16S 3429353 3429308 1 46 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

240954 Bacteria_16S 3558395 3558350 1 46 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240954 Bacteria_16S 3559875 3559830 1 46 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240954 Bacteria_16S 3561390 3561345 1 46 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240954 Bacteria_16S 3562911 3562866 1 46 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
240954 Bacteria_16S 3564396 3564351 1 46 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240954 Bacteria_16S 3565876 3565831 1 46 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240954 Bacteria_16S 3567382 3567337 1 46 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240954 Bacteria_16S 3568888 3568843 1 46 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240954 Bacteria_16S 3658486 3658441 1 46 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
240954 Bacteria_16S 3660043 3659998 1 46 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
240954 Bacteria_16S 3667717 3667672 1 46 gi|219846459|ref|NR_026050.1| Brenneria salicis 
strain ATCC 15712 16S ribosomal RNA, partial sequence 3666679 3668133 Brenneria salicis ATCC 15712 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 

240954 Bacteria_16S 3669222 3669177 1 46 gi|219846458|ref|NR_026049.1| Erwinia persicina 
strain HK 204 16S ribosomal RNA, partial sequence 3668184 3669639 Erwinia persicina Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Erwinia. 

240954 Bacteria_16S 3670729 3670684 1 46 gi|219846457|ref|NR_026048.1| Brenneria nigrifluens 
strain EN 101 16S ribosomal RNA, partial sequence 3669690 3671145 Brenneria nigrifluens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 

240954 Bacteria_16S 3672236 3672191 1 46 gi| 219846456 |ref|NR_026047.1| Pectobacterium 


wasabiae strain SR91 16S ribosomal RNA, partial sequence 


3671196 3672653 Pectobacterium wasabiae 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pectobacterium. 


240954 Bacteria_16S 3673745 3673700 1 


gi|219846455 


ref|NR_026046.1| Pectobacterium 


betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 3672704 3674161 Pectobacterium 


betavasculorum Bacteria; Proteobacteria; 


Pectobacterium. 


240954 Bacteria_16S 3675250 3675205 1 
strain 1846 16S ribosomal RNA, partial sequence 


240954 Bacteria_16S 3678388 3678343 1 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 
thermophilus Bacteria; Deferribacteres; 
240954 Bacteria_16S 3694998 3694953 1 


Deferribacteral 


gi|219846454 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


ref|NR_026045.1| Pantoea ananatis 


3674212 3675666 Pantoea ananatis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 


gi|219846452 


gi|219846441 


ref|NR_026043.1| Deferribacter 
3677295 3678845 Deferribacter 


es; Deferribacteraceae; Deferribacter. 


ref|NR_026032.1| Pasteurella aerogenes 


strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 
240954 Bacteria_16S 3696435 3696390 1 


gi| 219846439 


ref|NR_026030.1| Actinobacillus 


porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 


240954 Bacteria_16S 3749927 3749882 1 
strain A089 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
240954 Bacteria_16S 3766604 3766559 1 


gi|219846401 


ref|NR_025992.1| Vibrio scophthalmi 


3748871 3750367 Vibrio scophthalmi Bacteria; 


gi|219846387 


ref|NR_025978.1| Desulfovibrio 


acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulfovibrio acrylicus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


240954 Bacteria_16S 3768015 3767970 1 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 


gi| 219846386 


ref|NR_025977.1| Desulfovibrio 
3766971 3768387 Desulfovibrio 


gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


240954 Bacteria_16S 3784657 3784616 5 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 37836 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
240954 Bacteria_16S 3796664 3796619 1 
strain S51-W 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
240954 Bacteria_16S 3824155 38241101 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 
Proteobacteria; 


parahaemolyticus Bacteria; 
Haemophilus. 


240954 Bacteria_16S 3825686 3825641 1 


gi|219846374 
gi|219846366 
3795600 37970 


gi| 219846347 


gi| 219846346 


strain NCTC 3438 16S ribosomal RNA, 


Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurell 


Proteobacteria; 


Gammaproteobacteria; Oceanospirillales; H 
240954 Bacteria_16S 3837634 3837589 1 46 gi| 219846337 
strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 


strain HAR-13 16S 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; E 


240954 Bacteria_16S 3951369 39513241 46 gi| 219846258 
3950287 39517 


strain DSS12 16S 


ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; She 


240954 Bacteria_16S 3952927 3952882 1 46 gi| 219846257 
strain DSK1 16S r 


ibosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Mor 


240954 Bacteria_16S 4003108 4003063 1 46 gi| 219846223 
lipolyticum strai 
Bacteria; Proteob 
240954 Bacteria_16S 4028820 4028775 1 46 gi|219846204 


strain SW-120 16S ribosomal RNA, partial sequence 4027757 40292 


n M37 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibrionale 


Proteobacteria; Gammaproteobacteria; Alteromonadales; She 


strain SW-117 16S 


HDS1-1 16S riboso 
Gammaproteobacter 
240954 Bacteria_16S 4055998 4055953 1 46 gi| 219846183 
strain SS20 16S ribosomal RNA, partial sequence 


ia; Vibrionales; Vibrionaceae; Vibrio. 


complete sequence 38245 


3835060 38365 
alomonadaceae; Halomonas. 


3836584 38380 
alomonadaceae; Halomonas. 
240954 Bacteria_16S 3895827 3895782 1 46 gi| 219846298 
ribosomal RNA, complete sequence 3894733 38962 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
240954 Bacteria_16S 3913968 3913923 1 46 gi|219846285 


strain Gl 16S ribosomal RNA, partial sequence 3912908 39143 


3951843 39533 


wanellac 
240954 Bacteria_16S 4030370 4030325 1 46 gi| 219846203 
ribosomal RNA, partial sequence 4029306 40308 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
240954 Bacteria_16S 4047075 4047030 1 46 gi|219846189 
mal RNA, partial sequence 4045996 4047515 Vibri 


ref|NR_025965.1|] Mycoplasma 
21 3785045 Mycoplasma leonicaptivi 


ref|NR_025957.1| Colwellia rossensis 
66 Colwellia rossensis Bacteria; 


ref |NR_025938.1| Haemophilus 
3823071 3824547 Haemophilus 


Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


ref |NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 


Pasteurellaceae; Avibacterium. 
240954 Bacteria_16S 3836103 3836058 1 46 gi| 219846338 
strain C-1 16S ribosomal RNA, partial sequence 


ref|NR_025928.1| Halomonas halodurans 
33 Halomonas halodurans Bacteria; 


ref|NR_025927.1| Halomonas pacifica 
63 Halomonas pacifica Bacteria; 


ref|NR_025888.1| Chlamydia trachomatis 
80 Chlamydia trachomatis Bacteria; 


ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_025848.1| Shewanella violacea 
92 Shewanella violacea Bacteria; 

eae; Shewanella. 
ref|NR_025847.1| Moritella japonica 
48 Moritella japonica Bacteria; 

ae; Moritella. 
ref|NR_025813.1| Photobacterium 

46 4003543 Photobacterium lipolyticum 
onaceae; Photobacterium. 
ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 

eae; Shewanella. 
ref|NR_025793.1| Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 

eae; Shewanella. 
ref|NR_025779.1| Vibrio ezurae strain 
oO ezurae Bacteria; Proteobacteria; 


ref|NR_025773.1| Halomonas koreensis 


4054980 4056378 Halomonas koreensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


240954 Bacteria_16S 4065119 4065074 1 46 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

240954 Bacteria_16S 4066643 4066598 1 46 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

240954 Bacteria_16S 4104300 4104255 1 46 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240954 Bacteria_16S 4124135 4124090 1 46 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

240954 Bacteria_16S 4136238 4136193 1 46 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
240954 Bacteria_16S 4137804 4137759 1 46 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

240954 Bacteria_16S 4142500 4142455 1 46 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

240954 Bacteria_16S 4144066 4144021 1 46 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

240954 Bacteria_16S 4145633 4145588 1 46 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
240954 Bacteria_16S 4147198 4147153 1 46 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
240954 Bacteria_16S 4150328 4150283 1 46 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

240954 Bacteria_16S 4151884 4151839 1 46 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

240954 Bacteria_16S 4153312 4153267 1 46 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

240954 Bacteria_16S 4154877 4154832 1 46 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

240954 Bacteria_16S 4156443 4156398 1 46 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

240954 Bacteria_16S 4159574 4159529 1 46 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

240954 Bacteria_16S 4179444 4179399 1 46 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

240954 Bacteria_16S 4187063 4187018 1 46 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

240954 Bacteria_16S 4235508 4235463 1 46 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

240954 Bacteria_16S 4246013 4245968 1 46 gi|219722938|ref|NR_024570.1| Escherichia coli 


strain U 5/41 16S 
Proteobacteria; G 
240954 Bacteria_16S 
moscoviensis stra 
moscoviensis Bact 
240954 Bacteria_16S 
barnesii strain S 
Bacteria; Proteob 
240954 Bacteria_16S 
gallopavonis stra 
Bacteria; Teneric 
240954 Bacteria_16S 


riboso 


mal RNA, partial sequence 


45 


33 


46 


46 


4244934 42463 


ammaproteobacteria; Enterobacteriales; 
125413 125369 1 
in NSP M-1 16S ribosomal RNA, partial 

eria; Nitrospirae; Nitrospirales; Nitr 
981159 981127 1 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
2206251 2206209 4 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2967334 2967290 2 


gi 


gi 


gi 


gi 


coplasma. 
219846946 


83 Escherichia coli Bacteria; 


Enterobacteriaceae; Escherichia. 
265678979|ref|NR_029287.1| Nitrospira 

sequence 124349 125867 Nitrospira 

ospiraceae; Nitrospira. 

265678390|ref|NR_028692.1| Sulfurospirillum 

ce 980099 981569 Sulfurospirillum barnesii 
obacterales; Campylobacteraceae; Sulfurospirillum. 
219857595|ref|NR_025183.1| Mycoplasma 

ence 2205220 2206668 Mycoplasma gallopavonis 


ref|NR_026538.1| Dickeya paradisiaca 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 


240954 Bacteria_ 


strain R-10 16S r 
Sp 


Bacteroidetes; 
240954 Bacteria_ 


strain NO-502 16S 
Sp 


Bacteroidetes; 
240954 Bacteria_ 


strain K 1/K2 16S 
Sp 


Bacteroidetes; 
240954 Bacteria_ 


strain T-3 16S ri 
Sp 


Bacteroidetes; 
240954 Bacteria_ 


strain SS-2 16S r 


16S 133036 132993 1 44 
ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; 
16S 535842 535799 1 44 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
16S 570990 570947 1 44 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
16S 975262 975219 1 44 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
16S 976733 976690 1 44 
ibosomal RNA, partial sequence 


gi 


gi 


gi 


gi 


gi 


Rho 


Fle 


Sph 


Sap 


265678974 


131953 13349 
dothermace 


265678695 


534808 53626 
xibacterac 


265678672 


569932 57142 
ingobacter 


265678394 


974224 97564 
rospiracea 


265678393 


975693 97713 


ref |NR_029282.1 
ae; 
ref|NR_029000.1 
Arcicella. 
NR_028977.1 


eae; 
ref 


iace 
ref 


ae; Pedobact 
NR_028696.1 


ewinella. 
NR_028695.1 


e; Li 
ref 


Rhodothermus marinus 


5 Rhodothermus marinus Bacteria; 
Rhodothermus. 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Lewinella persicus 


2 Lewinella persicus Bacteria; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

240954 Bacteria_16S 1062221 1062178 1 44 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

240954 Bacteria_16S 1249521 1249478 1 44 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

240954 Bacteria_16S 1624939 1624896 1 44 gi|219878460|ref|NR_025599.1| Belliella baltica 
strain BA134 16S ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

240954 Bacteria_16S 1714892 1714849 1 44 gi|219878398|ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

240954 Bacteria_16S 1716426 1716383 1 44 gi|219878397|ref|NR_025536.1| Pedobacter piscium 


strain AJ2502 16S 


Sp 
240954 Bacteria_16S 


Bacteroidetes; 


ribosomal RNA, 
hingobacteria; 
1717980 1717937 1 


partial sequence 
Sphingobacteriales; 


44 gi 


Sph 


1715372 17168 
gobacter 


in 


219878396 


iace 
ref 


ae; Pedobact 
NR_025535.1 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter saltans 


strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 
240954 Bacteria_16S 1719502 1719459 1 44 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 


strain A37 16S ri 


bosomal RNA, partial sequence 


1718445 17199 


39 Pedobacter cryoconitis Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

240954 Bacteria_16S 2106306 2106263 1 44 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
240954 Bacteria_16S 2288489 2288442 1 48 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
strain L1 16S ribosomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

240954 Bacteria_16S 2533856 2533813 1 44 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

240954 Bacteria_16S 2759134 2759091 1 44 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

240954 Bacteria_16S 2837585 2837538 1 46 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

240954 Bacteria_16S 3067652 3067605 1 48 gi|219846877|ref|NR_026469.1| Gemella palaticanis 


strain M663-98-1 
Firmicutes; Bacil 


240954 Bacteria_16S 
debontii strain F 
Bacteria; Verruco 
240954 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; 


strain KMM 6017 1 
Bacteroidetes; 


Bacteroidetes; 


ornithinivorans B 
Algoriphagus. 


Sp 
240954 Bacteria_16S 
6S ribosomal RNA, partial sequence 3984248 39856 
Sp Sphingobacteriales; Fla 
240954 Bacteria_16S 
strain SW-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
240954 Bacteria_16S 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


hingobacteria; 
4007576 4007533 1 


44 gi 


4096878 4096835 1 44 


gi 


acteria; Bacteroidetes; 


Sphingobacteriales; Cyc 


16S ribosomal RNA, partial sequence 3066573 30679 


mmeovirgac 
219846218 


4006528 40080 
bacteria 


lo 
219846155 


Roseivirga. 
NR_025808.1 


eae; 
ref 
ceae; Algoriphag 
ref|NR_025745.1 


47 Gemella palaticanis Bacteria; 


lales; Bacillales Family XI. Incertae Sedis; Gemella. 
3706936 3706899 1 38 gi|219846432|ref|NR_026023.1| Prosthecobacter 
C3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosthecobacter debontii 
microbia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
3979406 3979363 1 44 gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 
16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 
hingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 
3985289 3985246 1 44 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Algoriphagus marincola 


03 Algoriphagus marincola Bacteria; 


us. 


4095844 409726 


Algoriphagus 
8 Algoriphagus 


Sphingobacteriales; Cyclobacteriaceae; 


240954 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
240954 Bacteria_16S 


4098364 40983211 


Bacteroidetes; 
4099820 4099777 1 


mannitolivorans strain JC2050 16S ribosomal RNA, partial 


mannitolivorans Bacteria; 
Algoriphagus. 
240954 Bacteria_16S 
strain BARC 857 1 
Tenericutes; Mollicutes; 
240954 Bacteria_16S 4174852 4174805 1 


Bacteroidetes; 


4164171 41641241 


grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4 
Tenericutes; Mollicutes; 


grammopterae Bacteria; 
240954 Bacteria_16S 

strain BA160 16S 
Bacteroidetes; Sphingobacteria; 
240954 Bacteria_16S 214101 214056 1 


4236999 4236956 1 


strain 40 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


Proteobacteria; 
240954 Bacteria_16S 
strain B7-43 16S 
Proteobacteria; 

240954 Bacteria_16S 


362794 362749 1 


485273 485239 16 


bajacaliforniensis strain BA-2 16S ribosomal RNA, 
Spirochaetes; 


bajacaliforniensis Bacteria; 
240954 Bacteria_16S 1169309 1169275 16 
smaragdinae DSM 11293 16S ribosomal RNA, 
11293 Bacteria; Spirochaetes; 
240954 Bacteria_16S 1248005 1247963 4 


hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; 


240954 Bacteria_16S 
strain CCUG 41628 
Bacteria; 
240954 Bacteria_16S 
sibiricum strain 
Bacteria; Firmicutes; 
240954 Bacteria_16S 

strain GSL-But2 1 
Proteobacteria; 
240954 Bacteria_16S 


1783218 1783173 1 


Fusobacteria; Fusobacteriales; 
2104863 2104820 1 


Clostridia; 
2642117 2642075 4 


3663103 3663058 1 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial 


psychrotropica Bacteria; Proteobacteria; 
240954 Bacteria_16S 3715959 3715917 4 
strain CKK 16S ribosomal RNA, 


240954 Bacteria_16S 3783177 3783135 4 


leopharyngis strain LL2 16S ribosomal RNA, partial sequence 37821 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Bacteria; 


240954 Bacteria_16S 4080295 4080253 4 


strain BC-3 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Tenericutes; Mollicutes; 
240954 Bacteria_16S 4148760 4148718 4 


strain M55 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Tenericutes; Mollicutes; 
240954 Bacteria_16S 192436 192391 1 
aurantiaca strain 
Bacteria; 


240954 Bacteria_16S 203149 203112 9 


proteolyticus strain BT 16S ribosomal RNA, partial sequence 20208 
Clostridia; 


proteolyticus Bacteria; 
Coprothermobacter. 
240954 Bacteria_16S 


Firmicutes; 


247779 247734 1 


strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 24821 
Thermotogaceae; 


Thermotogae; Thermotogales; 
240954 Bacteria_16S 305131 305086 1 
strain MSB-8 16S ribosomal RNA, 
Thermotogae; Thermotogales; 
240954 Bacteria_16S 331055 331010 1 


strain CC-1 16S ribosomal RNA, partial sequence 
Thermotogaceae; 


Thermotogae; Thermotogales; 


JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


6S ribosomal RNA, partial sequence 4163118 41646 
Entomoplasmatales; 


ribosomal RNA, partial sequence 
Sphingobacteriales; Cyclobacteriaceae; 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales; 


Spirochaetales; 


16S ribosomal RNA, partial sequence 
Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxyn 
Clostridiales; 


6S ribosomal RNA, partial sequence 2641027 26425 
Deltaproteobacteria; Desulfobacterales; 


complete sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


JB103 16S ribosomal RNA, partial sequence 19135 
Proteobacteria; Gammaproteobacteria; Methylococcales; 


complete sequence 
Thermotogaceae; 


44 219846154] ref|NR_025744.1 
4097319 409874 
Sphingobacteriales; Cyclobac 


gi|219846153|ref|NR_025743.1 


gi 


44 


sequence 4098796 410017 
Sphingobacteria; Sphingobacteriales; Cyc 
48 gi|219846105|ref|NR_025695.1 


Entomoplasmataceae; Mesoplasma. 

48 gi| 219846097 |ref|NR_025687.1 
173799 417528 
Entomoplasmata 
NR_025634.1 


Entomoplasmatales; 
gi|219846044|ref 
4235935 42373 


44 


46 gi| 265678920 
213019 21448 
Marinomonas. 
gi| 265678813 |ref|NR_029118.1 
361716 363213 Desulfovibrio 
Desulfovibrionaceae; Des 

gi| 265678728 |ref|NR_029033.1 
complete sequence 484221 485741 


ref|NR_029228.1 


46 


50 


Spirochaetales; Spirochaetaceae; Spiro 

50 gi| 228719827 |ref|NR_027585.1 

partial sequence 1168243 1169775 Spiroc 
Spirochaetaceae; Spirochaeta. 

46 gi| 219857449 |ref|NR_025037.1 

1246931 124845 

Neochlamydia 

46 gi|219878348|ref|NR_025487.1 


1782175 1783536 Sneath 
Fusobacteriaceae; Sneathia. 
46 gi| 219878117 |ref|NR_025256.1 
Clostridiaceae; 
gi|219857230 


Anoxynatronum. 
ref|NR_024858.1 
73 Desulfocella 
Desulfobacteraceae; Desul 
219846463|ref|NR_026055.1 
sequence 3662041 366352 
Gammaproteobacteria; Alteromonadales; Co 

46 gi|219846426|ref|NR_026017.1 
3714904 37163 


46 


46 gi 


46 gi|219846375|ref|NR_025966.1 


35 3783570 Mycopl 
46 gi|219846166|ref 
4079234 40807 
Spiroplasmataceae; Spiroplasma. 

46 gi|219846115|ref|NR_025705.1 
4147699 41492 
Spiroplasmataceae; Spiroplasma. 

46 gi| 265678935 |ref|NR_029243.1 
7 #192822 Methyl 
Methylococcaceae; 
265678928 | ref |NR_029236.1 
7 203611 Coprot 
Thermoanaerobacterales; Thermodes 


NR_025756.1 


46 gi 


46 gi| 265678897 |ref|NR_029205.1 
Thermotoga. 

46 gi| 265678857 
304028 30558 
Thermotoga. 


46 gi 


ref|NR_029163.1 


265678840 |ref 


NR_029145.1 


Geotoga. 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 
Aquiflexum. 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Spirochaeta 

Spirochaeta 
chaeta. 

Spirochaeta 
haeta smaragdinae DSM 


Neochlamydia 
9 Neochlamydia 

Sneathia sanguinegens 
ia sanguinegens 


Anoxynatronum 
atronum sibiricum 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Mycoplasma 
asma leopharyngis 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Methylomonas 
omonas aurantiaca 
Methylomonas. 
Coprothermobacter 
hermobacter 
ulfobiaceae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Geotoga subterranea 


329993 331591 Geotoga subterranea Bacteria; 


240954 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


240954 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


240954 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


240954 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


240954 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


240954 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


240954 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


240954 Bacteria_16S 
DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotog 


Thermotogae; Ther 


240954 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


240954 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


240954 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


240954 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


240954 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


240954 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


240954 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


240954 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


240954 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


240954 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


240954 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


240954 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


240954 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


441023 440978 1 46 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
491584 491539 1 46 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
670800 670755 1 46 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
693602 693565 9 46 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
737446 737401 1 46 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
845085 845048 1 


gi 


gi 


38 gi 
ammaproteobacteria; Enterobacteriales; 
982691 982646 1 46 gi 
S ribosomal RNA, 
icutes; Entomoplasmatales; 
1050198 1050153 1 46 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1181498 1181458 9 49 gi 
ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1202706 1202661 1 46 gi 


motogales; Thermotogaceae; Thermotoga. 
1279360 1279315 1 46 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1282311 1282266 1 46 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1394628 1394583 1 46 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1553654 1553609 1 46 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2088118 2088073 1 46 gi 


gi 


gi 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2356470 2356425 1 46 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 
2391403 2391358 1 46 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2790843 2790798 1 46 gi 
ogae; Thermotogales; Thermotogaceae; T 
3451635 3451590 1 46 gi 


motogales; Thermotogaceae; Thermotoga. 
3587076 3587031 1 46 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3687401 3687356 1 46 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688918 3688873 1 46 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3775498 3775453 1 46 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 


439970 44147 
Entomoplasmataceae; M 
490502 49197 
669757 67122 
692571 69404 
736380 73789 
Entomoplasmataceae; 
16S ribosomal RNA, partial sequence 844000 84550 
complete sequence 981620 98314 


Entomoplasmataceae; 


1180467 11819 


1278319 12798 
Entomoplasmataceae; M 


1281261 12827 
Entomoplasmataceae; 


1393543 13950 


2390343 23918 


6S ribosomal RNA, partial sequence 2789778 27912 


6S ribosomal RNA, partial sequence 3450571 34520 


3585997 35874 


3686364 36878 


3687881 36893 


265678761 


265678724 


Halomonad 
265678602 


265678587 


nctomyceta 
265678556 


E 
265678483 


Enterobac 
265678389 


E 
265678345 

quence 

urobacteri 
228717635 


Victivall 
228715358 


219846093 


219846087 


E 
228715897 


219857220 
15525 
Enterobac 
219878131 
1 sequence 
sulfurobac 
19857490 
sequence 
acteria; 


2 
1 
ob 


219857466 


Halomonad 
219857123 


hermotoga. 
219846609 
219846518 
ethylococc 
219846446 


219846445 


219846380 
uence 
smataceae; 


3778661 3778616 1 46 gi 
bosomal RNA, partial sequence 


motogales; Thermotogaceae; Thermotoga. 


ref |NR_029066.1| Mesoplasma photuris 
6 Mesoplasma photuris Bacteria; 
esoplasma. 
ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 
aceae; Halomonas. 
ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 


ref|NR_028892.1| Isosphaera pallida 

0 Isosphaera pallida Bacteria; 

ceae; Isosphaera. 

ref|NR_028860.1| Entomoplasma lucivorax 


7 Entomoplasma lucivorax Bacteria; 
ntomoplasma. 
ref|NR_028786.1| Samsonia erythrinae 
2 Samsonia erythrinae Bacteria; 
teriaceae; Samsonia. 
ref|NR_028691.1| Entomoplasma freundtii 
1 Entomoplasma freundtii Bacteria; 
ntomoplasma. 
ref |NR_028647.1 
1049100 105058 
aceae; Balnearium. 
ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 
is. 
ref 


Balnearium 
0 Balnearium 


NR_027530.1 
a neapolitan 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


ref|NR_025683.1| Mesoplasma corruscae 
03 Mesoplasma corruscae Bacteria; 
esoplasma. 

ref|NR_025677.1| Entomoplasma somnilux 
49 Entomoplasma somnilux Bacteria; 
ntomoplasma. 

ref|NR_027542.1| Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Desulfovibrio 
7 Desulfovibrio 
les; 


ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025078.1 

2355381 235691 
Desulfovibriona 


ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas 
ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


ref|NR_026110.1| Methylomonas fodinarum 
56 Methylomonas fodinarum Bacteria; 
aceae; Methylomonas. 

ref|NR_026037.1| Mycoplasma yeatsii 

30 Mycoplasma yeatsii Bacteria; 


ref |NR_026036.1| Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 


219846378 


ref|NR_025971.1| Mycoplasma 
3774462 3775927 Mycoplasma 
Mycoplasma. 
ref|NR_025969.1| Thermotoga subterranea 


3777587 3779067 Thermotoga subterranea Bacteria; 


240954 Bacteria_16S 
strain Wai33 16S 
Deinococcus-Thermus; 
240954 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 
240954 Bacteria_16S 
strain YJS 16S ri 
Tenericutes; Moll 
240954 Bacteria_16S 


sabaudiense strain Ar-13 


sabaudiense Bacteria; 
240954 Bacteria_16S 
alleghenense stra 


240954 Bacteria_16S 
strain CHPA-2 16S 
Tenericutes; Moll 
240954 Bacteria_16S 
strain PIMN-1 16S 
Tenericutes; Moll 
240954 Bacteria_16S 
strain HO14 16S r 
Spirochaetes; Spi 
240954 Bacteria_16S 
strain IST7 16S r 
Spirochaetes; Spi 
240954 Bacteria_16S 
CMN3 16S ribosoma 
Spirochaetales; S 
240954 Bacteria_16S 
platensis strain 
Bacteria; Firmicutes; 
240954 Bacteria_16S 

neopropionicum st 


neopropionicum Bacteria; 


240954 Bacteria_16S 
strain Co53T 16S 

Spirochaetes; Spi 
240954 Bacteria_16S 
strain Hk501 16S 

Spirochaetes; Spi 
240954 Bacteria_16S 


Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; S 
240954 Bacteria_16S 
strain HT31 16S r 
Spirochaetes; Spiroch 
240954 Bacteria_16S 
roseosalivarius s 
roseosalivarius B 
Hymenobacter. 
240954 Bacteria_16S 
strain 4N13 16S r 
Proteobacteria; 
240954 Bacteria_16S 


acte 


Bacteria; 


bosomal 
icutes; 


in PLHS 
alleghenense Bacteria; 


riboso 
icutes; 


riboso 
icutes; 


rochaetales; 


3877204 3877159 1 


Deinococci; 
3892717 3892672 1 


4119458 4119413 1 


4140936 4140891 1 


Tenericutes; Mollicutes; 


4161140 41610951 


4181005 4180960 1 


4185508 4185463 1 


311273 311225 1 


2694662 2694614 1 


2845173 2845125 1 


1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 


3220197 3220161 9 


Clostridia; 
3527515 3527483 14 


Firmicutes; 
3760574 3760526 1 
3915480 3915432 1 


3916896 3916848 1 


3933868 3933828 9 


aetales; 


19130 19087 1 


ria; Bacteroidetes; 


746440 746413 12 


747815 747788 12 


ribosomal RNA, partial sequence 
Thermales; 


strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 
RNA, partial sequence 
Entomoplasmatales; 
43 16S ribosomal RNA, partial s 
-1 16S ribosomal RNA, partial s 


Tenericutes; Mollicutes; 


mal RNA, partial sequence 
Entomoplasmatales; 


46 gi|219846311|ref|NR_025901.1| Thermus filiformis 
3876152 3877626 Thermus filiformis Bacteria; 
Thermaceae; Thermus. 
46 gi|219846300|ref|NR_025890.1| Halomonas 
complete sequence 3891636 3893166 Halomonas 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
46 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
4118405 4119900 Mesoplasma syrphidae Bacteria; 
Entomoplasmataceae; Mesoplasma. 
46 gi|219846120|ref|NR_025710.1| Spiroplasma 
equence 4139871 4141386 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
46 gi|219846107|ref|NR_025697.1| Spiroplasma 
equence 4160075 4161590 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
46 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
4179947 4181446 Mesoplasma chauliocola Bacteria; 
Entomoplasmataceae; Mesoplasma. 
46 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
4184459 4185949 Entomoplasma luminosum Bacteria; 


mal RNA, partial sequence 
Entomoplasmatales; 


ibosomal RNA, partial sequence 
Spirochaetaceae; Borrelia; 


ibosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Borrelia. 


Borrelia japonica 


Borrelia turcica 


Borrelia sinica strain 


Spirochaetes; 


Coprothermobacter 


Entomoplasmataceae; Entomoplasma. 
49 gi| 265678853 |ref|NR_029159.1 
310195 311687 Borrelia japonica Bacteria; 
Borrelia burgdorferi group. 
49 gi|219857192|ref|NR_024820.1 
2693690 2694959 Borrelia turcica Bacteria; 
49 gi|219856894|ref|NR_024713.1 
2844116 2845615 Borrelia sinica Bacteria; 
gdorferi group. 
45 gi|219846774|ref|NR_026366.1 
3219155 3220600 Coprot 


3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


46 


rain DSM 3847 16S ribosomal RNA, 
Clostridia; 


49 


ribosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Borrelia. 


49 


ribosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Borrelia; Borrelia 


49 
3915 


pirochaetaceae; Borrelia; Borrelia bur 


49 


ibosomal RNA, partial sequence 
Spirochaetaceae; Borrelia. 


train AA718 16S ribosomal RNA, partial 


44 gi| 265679051 
sequence 
Sphingobacteria; Sphingo 
39 gi| 265678549 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


39 


strain 9A01 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


240954 Bacteria_16S 


749190 749163 12 


39 


strain 4B02 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 


240954 Bacteria_16S 


antarcticus strain LMG 21980 16S ribosomal RNA, partial 
Sphingobacteria; 


antarcticus Bacteria; 
Algoriphagus. 
240954 Bacteria_16S 


strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 16192 
Sphingobacteriales; Cyc 


Bacteroidetes; 
240954 Bacteria_16S 


Sphingobacteria; 


1617339 1617296 1 
Bacteroidetes; 


1618862 1618819 1 


1620385 1620342 1 


44 


44 


44 


s; Thermod 
219846558 
ete sequen 
Clostridiales; C 
gi| 219846392 
3759507 37610 


gi 
compl 


gi|219846284 
3914434 39158 


gi| 219846283 
851 3917216 Borre 
gdorferi g 
gi|219846271 
3932829 39341 


745469 74679 


gi|265678548 
746844 74816 


gi| 265678547 
748219 74954 
axellace 
219878465 
sequence 
ph 


gi 
Ss 


gi|219878464 


ref 


ref 


ref 


ref 


lia 


ref 


ref 


ae; 
ref 


ae; 
ref 


ae; 
ref 


ref 


gi|219878463 


aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 


aquimarinus Bacteria; 
Algoriphagus. 


Bacteroidetes; 


Sphingobacteria; 


ref 


esul 


ce 3526458 352796 
lost 


roup. 


18082 


bact 


3 Acinetobacter 


8 Acinetobacter 


3 Acinetobacter 


1616292 16177 
ingobacteria 


87 Algoriphagus 
lobacteriaceae 


fobiaceae; 
NR_026150.1 


ridiaceae; 
NR_025983.1 


NR_025874.1 


gdorferi gro 
NR_025873.1 
turdi Bacter 


NR_025861.1 


NR_029359.1 
19577 
Fl 


eriales; e 


NR_028853.1 


Acinetobacte 
NR_028852.1 


Acinetobacte 
NR_028851.1 


Acinetobacte 
NR_025604.1 
6 


les; Cycloba 


NR_025603.1 


; Algoriphag 


Cc 


Cc 


hermobacter platensis 
oprothermobacter. 
Clostridium 

8 Clostridium 
lostridium. 

Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 
bur 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Acinetobacter tandoii 
tandoii Bacteria; 

i. 

Acinetobacter gerneri 
gerneri Bacteria; 

r. 

Acinetobacter bouvetii 
bouvetii Bacteria; 

rs 

Algoriphagus 

4 Algoriphagus 
cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 
us. 


NR_025602.1 


Algoriphagus 


1619338 1620810 Algoriphagus 


Sphingobacteriales; Cyclobacteriaceae; 


240954 Bacteria_16S 1621908 1621865 1 44 gi|219878462|ref|NR_025601.1]| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

240954 Bacteria_16S 1818241 1818198 1 44 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

240954 Bacteria_16S 1906419 1906376 1 44 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
240954 Bacteria_16S 3379659 3379614 1 46 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

240954 Bacteria_16S 1372071 1372041 16 46 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

240954 Bacteria_16S 2201717 2201675 4 46 gi|219857598|ref|NR_025186.1| Mycoplasma moatsii 
strain MK405 16S ribosomal RNA, partial sequence 2200688 2202148 Mycoplasma moatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

240954 Bacteria_16S 3066123 3066081 2 44 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

240954 Bacteria_16S 4139366 4139324 4 46 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
240954 Bacteria_16S 4158005 4157963 4 46 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
240954 Bacteria_16S 14535 14498 1 38 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

240954 Bacteria_16S 451727 451682 1 46 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 
strain Met-12 16S ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

240954 Bacteria_16S 466966 466941 1 26 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

240954 Bacteria_16S 505436 505391 1 46 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 
strain DV1140 16S ribosomal RNA, partial sequence 504361 505871 Thermosipho atlanticus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

240954 Bacteria_16S 614729 614684 1 46 gi|265678642|ref|NR_028947.1| Petrotoga olearia 


strain SL24 16S r 
Ther 
240954 Bacteria_16S 
strain SJ95 16S r 
Ther 
240954 Bacteria_16S 
strain SL25 16S r 
Ther 
240954 Bacteria_16S 
suimastitidis str 
suimastitidis Bac 


Thermotogae; 


Thermotogae; 


Thermotogae; 


Actinomycetaceae; 


240954 Bacteria_16S 


strain DSM 13256, 
Thermotogae; 


Thermotogae; 


Marinobacterium. 


240954 Bacteria_16S 
strain LX 16S ribosomal RNA, partial sequence 


Ther: 
240954 Bacteria_16S 
naphthovorans str 
naphthovorans Bac 
240954 Bacteria_16S 
strain IHB1 16S r 
Ther: 
240954 Bacteria_16S 
jannaschii strain 
jannaschii Bacter 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1335720 1335675 1 46 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1813618 1813573 1 46 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 

1902204 1902175 16 45 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1917010 1916965 1 46 gi 
16S ribosomal RNA, partial sequence 


2608370 2608329 5 46 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2828444 2828399 1 46 gi 
ibosomal RNA, partial sequence 


2934080 2934035 1 46 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


3786130 3786089 5 46 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


motogales; Thermotogaceae; Thermosipho. 


613678 61515 


228721489 


1334683 13361 


219878327 


1812567 18140 


219878262 
ia 
e; 


219878250 
19159 


219857263 
ia 
eria; 
219856905 


2827347 28288 
motogales; Thermotogaceae; Thermosipho. 


219856834 
sequence 
a; 


219846373 


1 sequen 
Actinomycet 


1 sequen 
Ocea 


Alteromonad 


ref |NR_027612.1 


ref |NR_025466.1 


ref|NR_025401.1 
ce 1901160 190257 
ales; Actino 


ref|NR_025389.1 
11 1917433 Thermo 


ref|NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024726.1 


ref|NR_024653.1 
2933018 293448 
ales; Altero 


ref |NR_025964.1 


2 Petrotoga olearia Bacteria; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Actinomyces 
5 Actinomyces 
mycineae; 


Thermosipho geolei 
sipho geolei Bacteria; 


Neptunomonas 

7 Neptunomonas 
eptunomonas. 
Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Mycoplasma simbae 


3785096 3786526 Mycoplasma simbae Bacteria; 


240954 Bacteria_16S 566439 566399 4 44 gi| 265678675 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacter 
Chryseobacterium. 

240954 Bacteria_16S 604015 603979 10 46 gi| 265678649 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 60290 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 
240954 Bacteria_16S 622272 622232 4 44 gi| 265678637 
defluvii strain B2 16S ribosomal RNA, partial sequence 62122 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
240954 Bacteria_16S 800822 800782 4 44 gi| 265678512 
strain Chj707 16S ribosomal RNA, partial sequence 799765 80123 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
240954 Bacteria_16S 1273551 1273511 4 44 gi| 219846220 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejon 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 
240954 Bacteria_16S 1274973 1274933 4 44 gi| 219846219 
strain AT1013 16S ribosomal RNA, partial sequence 1273959 12753 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
240954 Bacteria_16S 1920127 1920087 4 44 gi| 219878248 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; 
240954 Bacteria_16S 1921635 1921595 4 44 gi| 219878247 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteri 
Chryseobacterium. 

240954 Bacteria_16S 2408119 2408079 4 44 gi|219857455 
strain LMG11607 16S ribosomal RNA, partial sequence 2407067 24085 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
240954 Bacteria_16S 3703977 3703937 4 44 gi| 219846434 
anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequen 
anatipestifer Bacteria; Bacteroidetes; Flavobacteria; Flavobacter 
240954 Bacteria_16S 28256 28221 9 44 gi| 265679045 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
240954 Bacteria_16S 88580 88545 9 44 gi| 265679004 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 
240954 Bacteria_16S 129912 129877 9 44 gi| 265678976 
strain ES2772 16S ribosomal RNA, partial sequence 128870 13034 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
240954 Bacteria_16S 264255 264220 9 44 gi| 265678884 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 
240954 Bacteria_16S 324947 324912 9 44 gi| 265678844 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 32386 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
240954 Bacteria_16S 326476 326441 9 44 gi| 265678843 
strain ATCC 33779 16S ribosomal RNA, partial sequence 32539 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
240954 Bacteria_16S 328001 327966 9 44 gi| 265678842 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 32843 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
240954 Bacteria_16S 425539 425504 9 44 gi| 265678771 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formo 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 
240954 Bacteria_16S 444071 444036 9 44 gi| 265678759 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacterial 
240954 Bacteria_16S 520584 520549 9 44 gi| 265678705 
micromati strain R-9192 16S ribosomal RNA, partial sequence 51954 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
240954 Bacteria_16S 522111 522076 9 44 gi| 265678704 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 
240954 Bacteria_16S 591905 591870 9 44 gi| 265678658 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidal 
240954 Bacteria_16S 602402 602367 9 44 gi| 265678651 


ref|NR_028980.1 
565378 566823 
iales; Flavobact 


ref |NR_028954.1 
5 604369 Thermo 


ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref |NR_028815.1 
7 Ka 
ref 
gia 


istella. 
NR_025810.1 
jeonii Bacte 


ref|NR_025809.1 


; Sejongia. 
ref|NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 
1920604 192206 
ales; Flavobacte 


, 


ref |NR_025043.1 


; Riemerella. 
ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref |NR_029353.1 


; Coenonia. 
ref |NR_029312.1 
87607 88985 
les; Flavobacter 
ref |NR_029284.1 


ella 


les; Flavob 
ref|NR_029149.1 
9 325347 Prevot 
ella. 
ref |NR_029148.1 
8 326875 Prevot 
ella 
ref 


NR_029147.1 


ella 
ref 
saa 


NR_029076.1 
lgae Bacteri 


ref |NR_029064.1 

443005 444493 
es; Flavobacteri 
ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref |NR_028963.1 

590846 592357 
es; Marinilabiac 
ref|NR_028956.1 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Chryseobacterium 
obacterium defluvii 
seobacterium. 

Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Riemerella columbina 


26 Riemerella columbina Bacteria; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Coenonia anatina 


Coenonia anatina Bacteria; 


Capnocytophaga 

Capnocytophaga 
iaceae; Capnocytophaga. 

Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Psychroserpens 

Psychroserpens 
iaceae; Psychroserpens. 

Prevotella disiens 
ella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Formosa algae strain 
a; Bacteroidetes; 


Croceibacter 
Croceibacter 
aceae; Croceibacter. 
Flavobacterium 
acterium micromati 
obacterium. 
Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 
Anaerophaga 
Anaerophaga 
eae; Anaerophaga. 
Gelidibacter 


mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 


Bacteria; Bactero 


idetes; Flavobacteria; Flavobacteriale 


s; Flavoba 


cteriaceae; Geli 


dibacter. 


240954 Bacteria_16S 
strain B14 16S ri 


729869 729834 9 


44 


bosomal RNA, partial sequence 


gi| 265678562 


728785 73027 


ref|NR_028866.1 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

240954 Bacteria_16S 745029 744994 9 44 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

240954 Bacteria_16S 751940 751913 12 39 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

240954 Bacteria_16S 753315 753288 12 39 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

240954 Bacteria_16S 864760 864725 9 44 gi| 265678469 |ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
240954 Bacteria_16S 979669 979626 1 44 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 


strain II-2 16S r 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
240954 Bacteria_16S 1028676 1028641 9 44 gi|265678359|ref|NR_028661.1 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
240954 Bacteria_16S 1072709 1072674 9 44 gi| 265678329 |ref|NR_028631.1 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 107168 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavob 
Vitellibacter. 

240954 Bacteria_16S 1105732 1105697 9 44 gi| 265678305 |ref|NR_028607.1 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacter 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
240954 Bacteria_16S 1167775 1167740 9 44 gi|228719858|ref|NR_027586.1 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psyc 
240954 Bacteria_16S 1173955 1173920 9 44 gi|228719222|ref|NR_027581.1 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnoc 


7271 Bacteria; Bacteroidetes; Flavobacte 
240954 Bacteria_16S 1296054 1296019 9 
ATCC 43183 16S ribosomal RNA, partial se 


ibosomal RNA, partial sequence 


ria; Flavobacteriales; Flavobacteriaceae; 
44 gi|224581415|ref|NR_027196.1 
quence 1295007 1296348 Bacteroides 


978631 98004 


8 Lewinella cohaerens Bacteria; 


Cellulophaga algicola 


algicola Bacteria; 


Vitellibacter 
71073086 Vitellibacter 
acteriaceae; 


Bacteroides 
oides acidifaciens 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 
Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Bacteroides stercoris 


stercoris ATCC 43183 


Thermosipho 
7 Thermosipho 
ipho. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Flavobacterium 

acterium frigoris 

obacterium. 
Flavobacterium 

7 Flavobacterium 

iaceae; Flavobacterium. 
Dysgonomonas mossii 

omonas mossii Bacteria; 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Prevotella enoeca 
ella enoeca Bacteria; 


Mesonia algae strain 
a; Bacteroidetes; 


Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
240954 Bacteria_16S 1332686 1332641 1 46 gi|228721494|ref|NR_027617.1 
melanesiensis strain BI429 16S ribosomal RNA, partial sequence 1331586 133309 
melanesiensis BI429 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermos 
240954 Bacteria_16S 1375163 1375128 9 44 gi|228717906|ref|NR_027568.1 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

240954 Bacteria_16S 1544699 1544664 9 44 gi|219857262|ref|NR_024893.1 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 15451 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
240954 Bacteria_16S 1627937 1627902 9 44 gi| 219878458 |ref|NR_025597.1 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavob 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flav 
240954 Bacteria_16S 1713345 1713310 9 44 gi|219878399|ref|NR_025538.1 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 171377 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
240954 Bacteria_16S 1786167 1786132 9 44 gi|219878345|ref|NR_025484.1 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgon 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
240954 Bacteria_16S 2046695 2046660 9 44 gi|219878161|ref|NR_025300.1 
strain M384 16S ribosomal RNA, partial sequence 2045623 20471 

Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

240954 Bacteria_16S 2063503 2063468 9 44 gi| 219878148 |ref|NR_025287.1 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
240954 Bacteria_16S 2065027 2064992 9 44 gi| 219878147 |ref|NR_025286.1 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
240954 Bacteria_16S 2072779 2072744 9 44 gi| 219878142 |ref|NR_025281.1 
strain ATCC 51261 16S ribosomal RNA, partial sequence 2071729 2073175 Prevot 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

240954 Bacteria_16S 2097191 2097156 9 44 gi|219878124|ref|NR_025263.1 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteri 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

240954 Bacteria_16S 2142597 2142562 9 44 gi|219857640|ref|NR_025229.1 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 214301 


Tenacibaculum 
7 Tenacibaculum 


skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 


240954 Bacteria_ 


omnivorum strain 


omnivorum Bacteri 
240954 Bacteria_ 
xinjiangense stra 
xinjiangense Bact 
240954 Bacteria_ 
galactanivorans s 
galactanivorans B 
240954 Bacteria_ 
strain Loup-1 16S 
Bacteroidia; 


Bacteroidetes; 


240954 Bacteria_ 
sublithincola strain QSSC9-3 16S ribosomal RNA, partial 
sublithincola Bacteria; 
240954 Bacteria_ 
frigidarium strain A2i 16S ribosomal RNA, partial seque 
Flavobacteriale 


Bacteria; 


Bacteroidetes; 


240954 Bacteria_ 


Bacteroidetes; 
240954 Bacteria_ 
strain ACAM 81 16 
Fl 


16S 2180455 2180420 9 44 


gi 


Bacteroidetes; Flavobacteria; 
2181971 2181936 9 44 


a; 
16S gi 
Bacteroidetes; Flavobacteria; 
2392947 2392912 9 44 gi 
train Dsij 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Flavobacteria; 
16S 2394467 2394432 9 44 gi 
ribosomal RNA, partial sequence 23 
Bacteroidales; 
2423593 2423558 9 


eria; 
16S 


16S 44 


gi 


Bacteroidetes; 
2434002 2433967 9 


Flavobacteria; 
16S 44 gi 
Flavobacteria; 
2632873 2632838 9 44 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
16S 2684336 2684301 9 44 


16S gi 


gi 


AS 1.2747 16S ribosomal RNA, partial s 
Flavo. 


in AS 1.2749 16S ribosomal RNA, partia 
Fl 


Porphyromonadaceae; 


F 


strain KMM 3677 1 


219857613 
equence 
ba 

219857612 
1 


219857465 
sequence 

F 
219857464 
93419 23948 


219857443 
sequence 


219857432 
nce 24329 
S; 
219857237 


2631843 26332 
Flavoba 


ct 
219857200 


6S ribosomal RNA, partial sequence 2683309 26847 


cteriale 


sequence 


avobacteri 


lavobact 


Po 


lavobacter 


Flavoba 


eriaceae; 


NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 
ales; Flavobacte 
ref|NR_025053.1 
2391886 239336 
eriales; Flavoba 
ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 
ref|NR_025031.1 
2422553 242399 
iales; Flavobact 
ref|NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flavobacterium. 
ref|NR_024865.1| Flavobacterium xanthum 
96 Flavobacterium xanthum Bacteria; 
; Flavobacterium. 
ref |NR_024828.1 


Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 
Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Porphyromonas gulae 
gulae Bacteria; 


ref 


ND 


ND 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Flavobacterium 
acterium frigidarium 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


Bacteroidetes; 


240954 Bacteria_ 


Fl 


avobacteria; 


Flavobacteriales; 


Flavobact 


eriaceae; 


16S 2685778 2685743 9 44 gi 


strain KMM 3676 1 
Bacteroidetes; Fl 
240954 Bacteria_16S 
strain KMM 3526 1 
Bacteroidetes; Fl 
240954 Bacteria_16S 
holothuriorum str 
holothuriorum Bac 


avobacteria; 


avobacteria; 


2687247 2687212 9 


2691734 2691699 9 


6S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriales; 


44 qi. 


6S ribosomal RNA, partial sequence 2686201 26 
Flavobacteriales; 


44 gi 


ain KMM 3524 16S ribosomal RNA, partia 


Flavoba 


Flavoba 


F 


teria; 


Bacteroidetes; 


Flavobacteria; 


Salegentibacter. 


240954 Bacteria_ 
strain EPSA11 16S 
Ba 


Bacteroidetes; 


240954 Bacteria_ 


strain EHS11 16S 
Bacteroidetes; 


240954 Bacteria_ 
strain KMM 3664 1 
Fl 


Bacteroidetes; 


240954 Bacteria_ 
troitsensis strai 
troitsensis Bacte 
240954 Bacteria_ 
limicola strain S 
Bactero 


Bacteria; 


240954 Bacteria_ 
amylolyticum stra 
amylolyticum Bact 
240954 Bacteria_ 
mesophilum strain 
mesophilum Bacter 
240954 Bacteria_ 
strain 1145589 16 
Ba 


Bacteroidetes; 


240954 Bacteria_ 


strain 10371 16S 
Bacteroidetes; 


240954 Bacteria_ 
strain ATCC 43185 
Ba 


Bacteroidetes; 


240954 Bacteria_ 


Ba 


Ba 


16S 2700678 2700643 9 44 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
16S 2702218 2702183 9 44 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 


16S 2711177 2711142 9 


gi 


gi 


44 gi 
avobacteria; Flavobacteriales; 
16S 2738388 2738353 9 44 gi 
n KMM 3674 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; 
16S 2742781 2742746 9 44 gi 
idetes; Flavobacteria; 
16S 2811821 2811786 9 44 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
16S 2813315 2813280 9 44 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; 
16S 3016118 3016083 9 44 

S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
16S 3145664 3145629 9 44 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
16S 3393238 3393203 9 44 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Bacteroidace 
16S 3409980 3409945 9 44 gi 


gi 


gi 


strain ATCC 51270 16S ribosomal RNA, partial sequence 


Bacteria; 


Bacteroidetes; 
240954 Bacteria_ 


Po 
gi 


Bacteroidia; Bacteroidales; 


16S 3547556 3547521 9 44 


2699606 27 
Prevotellace 


2701149 27 
Prevotellace 


6S ribosomal RNA, partial sequence 2710175 27 
Flavobacteriac 
Flavo. 


T-82 16S ribosomal RNA, partial sequen 
Flavobacteriale 


219857199 
861 
cteriac 
219857198 
876 
cteriaceae 
219857195 
1 sequence 
lavobacter 


219857188 
010 
ae; Prevot 
219857187 
026 
ae; Prevot 
219857181 
115 
eae 
219857162 
sequence 
bacteria 
219857159 
ce 27417 
s; Flavoba 
219857109 
sequence 
avobacteri 
219857108 
equence 


Flavobacterial 


219846913 


3015068 30165 
Porphyromona 


daceae; Dy 
219846825 


3144616 31460 


ae; Prevot 
219846650 

33921 
ae; Bacter 
219846638 
34089 
rphyromona 
219846545 


strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 35479 


Bacteroidetes; 


Bacteroidia; 
240954 Bacteria_ 


Bacteroidales; 
3549090 3549055 9 


Porphyromona 


168 44 gi 


daceae; Po 
219846544 


cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 


bellia. 
NR_024827.1 


7 ZO 


ref Zobellia laminariae 


eae; 


bellia. 
NR_024826.1 


7 ZO 
ref 
; Zobellia. 
ref |NR_024823.1 
2690706 269211 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 
48 Zobellia amurskyensis Bacteria; 


Salegentibacter 


7 Salegentibacter 


iales; Flavobacteriaceae; 
ref|NR_024816.1| Prevotella salivae 
98 Prevotella salivae Bacteria; 
ella. 
ref|NR_024815.1| Prevotella shahii 
38 Prevotella shahii Bacteria; 
ella. 
ref |NR_024809.1 
47 Cellulophaga 
; Cellulophaga. 
ref|NR_024790.1 
2737379 273875 
les; Flavobacter 


Cellulophaga pacifica 
pacifica Bacteria; 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
ref|NR_024787.1| Flavobacterium 
27 2743201 Flavobacterium limicola 
cteriaceae; Flavobacterium. 
ref |NR_024737.1| Tenacibaculum 
2810779 2812222 Tenacibaculum 
ales; Flavobacteriaceae; Tenacibaculum. 
ref|NR_024736.1| Tenacibaculum 

2812273 2813716 Tenacibaculum 
es; Flavobacteriaceae; Tenacibaculum. 
ref|NR_026505.1| Dysgonomonas gadei 
31 Dysgonomonas gadei Bacteria; 
sgonomonas. 
ref|NR_026417.1] Prevotella pallens 
69 Prevotella pallens Bacteria; 
ella. 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref|NR_026230.1| Porphyromonas catoniae 
32 3410401 Porphyromonas catoniae 
daceae; Porphyromonas. 
ref|NR_026137.1| Porphyromonas cansulci 
87 Porphyromonas cansulci Bacteria; 
rphyromonas. 
ref|NR_026136.1] Porphyromonas 

3548038 3549521 Porphyromonas 


Bacteroides caccae 
Oides caccae Bacteria; 


240954 Bacteria_16S 


strain B422 16S r 
Bacteroidetes; Ba 


240954 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


240954 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


240954 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


240954 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


240954 Bacteria_16S 


franzmannii strai 
Bacteria; Bactero 


240954 Bacteria_16S 


salegens strain D 
salegens Bacteria 


240954 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


240954 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


240954 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; Ba 


240954 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


240954 Bacteria_16S 


strain KMM 6029 
Bacteroidetes; 
240954 Bacteria 
strain KMM 6050 
Bacteroidetes; 
240954 Bacteria 


FL 


Fl 


Bacteroidetes; Fl 


240954 Bacteria_ 


Bacteroidetes; Fl 


240954 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


240954 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


240954 Bacteria_16S 


strain KMM 3944 1 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyell 
240954 Bacteria_16S 4015172 4015137 9 44 gi|219846213|ref|NR_025803.1 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 401555 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteri 
240954 Bacteria_16S 4016651 4016616 9 44 gi|219846212|ref|NR_025802.1 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 401703 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 
Winogradskyella. 

240954 Bacteria_16S 4087982 4087947 9 44 gi|219846161|ref|NR_025751.1 


strain KMM 3951 1 
Bacteroidetes; Fl 


240954 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


240954 Bacteria_16S 


16S 


16S 


16S 


3573398 3573363 9 44 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3605539 3605504 9 44 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; Flavobact 


gi 


3607076 3607041 9 44 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 
3681412 3681377 9 44 gi 
215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
3702445 3702410 9 44 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
3793644 3793609 9 44 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3814918 3814883 9 44 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3863406 38633719 44 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3864925 3864890 9 44 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Rikenellacea 
3866447 3866412 9 44 gi 


s 
ob 


ce 
S; 


Ct 


nc 
S; 


ue 
ac 


’ 


e; 


e; 


cteroidia; Bacteroidales; Porphyromonada 
3867974 3867939 9 44 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Porphyromona 


3982292 3982257 9 44 gi 


da 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
3986762 3986727 9 44 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
3988239 3988204 9 44 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
3989717 3989682 9 44 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
3991208 3991173 9 44 


avobacteriales; Flavobacteriaceae; Pib 
3992704 3992669 9 44 gi 
n KMM 6049 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 
4013692 4013657 9 44 gi 


OC 


se 
VO. 


6S ribosomal RNA, partial sequence 4086933 40883 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4089473 4089438 9 44 
ct 


avobacteria; Flavobacteriales; Flavoba 


219846527 
3572354 35738 
ae; 
219846503 
se 
er 


219846502 
219846450 
219846435 


3701387 37028 
219846368 
219846353 
219846320 
3862330 38638 
219846319 
219846318 
6S ribosomal RNA, partial sequence 3865370 38668 
219846317 
219846237 
6S ribosomal RNA, partial sequence 3981260 39826 


219846234 
6S ribosomal RNA, partial sequence 3985718 39871 


a 219846233 
strain KMM 6020 16S ribosomal RNA, partial sequence 3987206 39886 


219846232 
strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 39901 


219846231 
somal RNA, partial sequence 3990163 3991609 Piboc 


219846230 


219846214 
6S ribosomal RNA, partial sequence 4012648 40140 


219846160 
6S ribosomal RNA, partial sequence 4088431 40898 


ref|NR_026119.1 
ella. 
ref|NR_026095.1 

3604483 360597 
obacteriales; Fl 


7 Prevot 
quence 
ia; Flav 


ref |NR_026094.1 
3606022 360747 
es; Flavobacteri 
ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref|NR_025944.1 

3813879 381534 
; Flavobacteriac 
ref|NR_025910.1 


equence 
acterial 


36803 


Flavoba 


eriaceae 


37926 
Flavoba 


e 


nce 
teriales 


Rikenella. 
ref|NR_025909.1 
52 3865319 Alisti 
es. 
ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 

ref|NR_025907.1 
93 3868368 Porphy 
rphyromonas. 

ref|NR_025827.1 


38638 
Alistip 


ceae; Po 


38668 
ceae; Po 


+ Ba 
ref 


zionia. 
NR_025824.1 


eriaceae 


, Gr 
ref 


amella. 
NR_025823.1 


eriaceae 


La Aq 
ref 


uimarina. 
NR_025822.1 


eriaceae 


7 Gi 
ref 


ella 


llisia. 
NR_025821.1 
ponti Bacte 


eriaceae 


ella. 
NR_025820.1 
3991660 399309 
les; Flavobacter 
ref|NR_025804.1 


quence 
bacteria 


7 Ma 
ref 


ribacter. 
NR_025750.1 


eriaceae 


eriaceae; Maribacter. 


4090962 4090927 9 44 


gi 


219846159 


ref 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Polaribacter 
bacter filamentus 
ribacter. 
Gelidibacter algens 


algens Bacteria; 


Polaribacter 

bacter franzmannii 

ribacter. 
Salegentibacter 

9 Salegentibacter 

eae; Salegentibacter. 

Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 

Winodgradskyella 

6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 
riaceae; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


NR_025749.1 


strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; Flavobact 


eriaceae; Maribacter. 


240954 Bacteria_16S 
sedimenticola str 
sedimenticola Bac 
240954 Bacteria_16S 
strain KMM 3941 1 
Bacteroidetes; Fl 
240954 Bacteria_16S 
strain KMM 3912 1 
Bacteroidetes; Fl 
240954 Bacteria_16S 
strain KMM 3902 1 
Bacteroidetes; Fl 
240954 Bacteria_16S 


strain Y12-2 16S ribosomal RNA, partial sequence 
Flavobacteria; 


Bacteroidetes; 
240954 Bacteria_16S 


teria; 


4092458 4092423 9 44 


ain KMM 3903 16S ribosomal RNA, partia 
Flavobacteria; 


Bacteroidetes; 


4093939 4093904 9 44 


6S ribosomal RNA, partial sequence 4092900 40943 
avobacteria; 


Flavobacteriales; 
4114972 4114937 9 44 


6S ribosomal RNA, partial sequence 4113936 41153 
avobacteria; 


Flavobacteriales; 
4162677 4162642 9 44 


6S ribosomal RNA, partial sequence 4161641 41630 
avobacteria; 


Flavobacteriales; 
4226475 4226440 9 44 


Flavobacteriales; 
4229419 4229384 9 44 


strain SW49 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
240954 Bacteria_16S 


Flavobacteria; 


Flavobacteriales; 
1011948 1011904 1 46 


strain SB2B 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


240954 Bacteria_16S 


strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 11259 
Flavobacteria; 


Bacteroidetes; 
240954 Fungi_16S 
strain IFM 100 
Actinobacteria; 
240954 Fungi_16S 
strain IFM 078 
Actinobacteria; 
240954 Fungi_16S 
strain IFM 057 
Actinobacteria; 
240954 Fungi_16S 
strain IFM 100 
Actinobacteria; 
240954 Fungi_16S 
strain YZ-96 1 
Actinobacteria 
240954 Fungi_16S 
strain IFM 024 
Actinobacteria; 
240954 Fungi_16S 
strain IFM 100 
Actinobacteria; 
240954 Fungi_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Nocardia. 
240954 Archaea_16S 

zilligii strain 
Archaea; Crenarc 
240954 Archaea_16S 
arsenaticum stra 
Archaea; Crenarc 
240954 Archaea_16S 
indicus strain § 
Archaea; Euryarc 
240954 Archaea_16S 
vulcanius strain 
Archaea; Euryarc 
240954 Archaea_16S 
formicicus strai 
formicicus Archa 
240954 Archaea_16S 
acidophilum 122- 
Archaea; Euryarchaeota; 
240954 Archaea_16S 

cupricumulans BH 
Archaea; Euryarchaeota; 
240954 Archaea_16S 

GSS1 16S ribosomal RNA, 
Euryarchaeota; 


Thermoplasmata; 


1125549 1125520 9 38 
Flavobacteriales; 


1055 1009 L 47 


35 16S ribosomal RNA, partial sequence 1 
Actinobacteridae; Actinomycetales; Cory 


2564 2518 1 47 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


4102 4056 1 47 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Corynebacterin 


5662 5616 at 47 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


7218 7172 1 47 


6S ribosomal RNA, partial sequence 
; Actinobacteridae; Actinomycetales; Cory 


8720 8674 1 47 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


10206 10160 1 47 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


11687 11641 1 47 


1027 992 5 40 


Kl 16S ribosomal RNA, partial sequence 
haeota; Thermoprotei; Desulfurococcales 


24730 24699 9 40 


in PZ6 16S ribosomal RNA, partial seque 
haeota; Thermoprotei; Thermoproteales; 


28987 28960 17 44 


L43 16S ribosomal RNA, partial sequence 
haeota; Methanococci; Methanococcales; 


34817 34790 17 44 


M7 16S ribosomal RNA, partial sequence 
haeota; Methanococci; Methanococcales; 


36278 36251 17 44 


n Mc-S-70 16S ribosomal RNA, partial se 
ea; Euryarchaeota; Methanococci; Methan 


85606 85579 17 44 


1B2 16S ribosomal RNA, partial sequence 
Thermoplasmatal 


Thermoplasmata; 


114367 114340 17 44 


2 16S ribosomal RNA, partial sequence 
Thermoplasmatal 


Thermoplasmata; 
147207 147180 17 
partial sequence 


44 


219846158 
1 sequence 
lavobacter 
219846157 


gi 


F 
gi 


cteriaceae 
219846141 


Flavoba 
gi 


cteriaceae 
219846106 


Flavoba 
gi 


Flavobacteriaceae 
gi|219846051 
4225434 42268 

Flavobacteriaceae 
gi|219846049 
4228378 42297 

Flavobacteriaceae 
gi| 265678370 
1010904 10123 

Shewanellac 

gi|]224581403 


Cryomor 
gi 


phaceae; C 
265678352 

1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 


gi 


gi 


265678349 
6112 

nebacterin 
gi| 265678348 
6163 7670 

nebacterin 
265678342 
9123 

nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


gi 


gi 
gi 


gi 


265679008 
1 
; Desulfur 
265678616 
nce 23761 
Thermoprot 
265678557 
27994 
Methanocal 
265678399 
33808 
Methanocal 
265678344 
quence 
ococcales; 
254971317 
84597 
es; Thermo 
254971292 
11336 
es; Ferrop 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


ref |NR_025748.1 

4091411 409284 
iales; Flavobact 
ref|NR_025747.1 
, Ar 
ref 


enibacter. 
NR_025731.1 


7 UL 
ref 


vibacter. 
NR_025696.1 
or BL 
ref 


gibacter. 
NR_025641.1 
; Ae 
ref 


quorivita. 
NR_025639.1 
; Be 
ref 


quorivita. 
NR_028672.1 


Shewanella. 
NR_027184.1 


eae; 
ref 


ryomorpha. 
ref|NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiace 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_024803.1 
e 10639 12137 
mycetales; Coryn 
ref|NR_029316.1 

1463 Sulfop 
ococcaceae; Sulf 
ref|NR_028921.1 

25140 Pyroba 
eaceae; Pyrobacu 
ref|NR_028861.1 

29402 Metha 
dococcaceae; Met 
ref|NR_028701.1 

35231 Methan 
dococcaceae; Met 
ref|NR_028646.1 

35282 36655 
Methanocaldococ 
NR_028235.1 
86067 Thermo 
plasmataceae; Th 
ref |NR_028210.1 
0 114804 Ferrop 
lasmaceae; Ferro 


gi|254971267 


Thermoplasmatac 


Maribacter 

9 Maribacter 

eriaceae; Maribacter. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 
ae; 


Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Sulfophobococcus 
hobococcus zilligii 
ophobococcus. 
Pyrobaculum 
culum arsenaticum 
lum. 
Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 
Methanocaldococcus 
ocaldococcus vulcanius 
hanocaldococcus. 
Methanotorris 
Methanotorris 
caceae; Methanotorris. 
Thermoplasma 
plasma acidophilum 
ermoplasma. 
Ferroplasma 
lasma cupricumulans 
plasma. 


ref |NR_028185.1 


eae; Thermoplasm 


Thermoplasma volcanium 


146236 147646 Thermoplasma volcanium Archaea; 
Thermoplasmatales; 


a. 


240954 Archaea_16S 


acidiphilum Y 16S 
Euryarchaeota; Th 


240954 Archaea_16S 


strain KAW2/2 16S 
Euryarchaeota; Th 


240954 Archaea_16S 


strain IC-059 16S 
Crenarchaeota; Th 


241812 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


241812 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


241812 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


241812 Bacteria_16S 


strain NZP 2213 1 


150216 150189 17 44 
ribosomal RNA, partial sequence 
ermoplasmata; Thermoplasmatales; 
209829 209802 17 44 
ribosomal RNA, complete sequence 
ermoplasmata; Thermoplasmatales; 
37719 37695 16 40 
ribosomal RNA, partial sequence 
ermoprotei; Thermoproteales; Thermopro 
125852 125734 1 118 gi 
in NSP M-1 16S ribosomal RNA, partial 
eria; Nitrospirae; Nitrospirales; Nitr 
1486165 1486061 1 105 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


gi 


gi 


gi 


2642558 2642490 1 69 gi 
eltaproteobacteria; Desulfobacterales; 
3968303 3968199 1 105 gi 


6S ribosomal RNA, 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


241812 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


241812 Bacteria_16S 
in KMS2 16S ribosomal RNA, partial seq 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


241812 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


241812 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


241812 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


241812 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


241812 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


241812 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


241812 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


241812 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


241812 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


241812 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


241812 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


11845 11762 1 84 gi 
rain 16910a 16S ribosomal RNA, complet 
cteria; Proteobacteria; Deltaproteobac 
3152183 3152064 1 


118 gi 


eria; Proteobacteria; Deltaproteobacte 
3243390 32432711 118 gi 
DSM 2603 16S ribosomal RNA, partial se 


a; Proteobacteria; Deltaproteobacteria 


416791 416702 1 90 

ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
200506 200450 1 57 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


gi 


1340622 1340518 1 105 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1890444 1890340 1 105 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
2574945 2574897 1 49 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


2607247 2607167 1 81 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2624191 2624088 1 105 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
3380097 3379980 1 118 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


1986133 1986034 1 98 gi 
Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


2164154 2164107 1 48 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


241812 Bacteria_16S 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


2355331 23552207 118 gi 


acteria; Deltaproteobacteria; 


149200 15065 
Ferro 


208822 21029 
Picro 


36706 


6S ribosomal RNA, partial sequence 2641027 26425 


complete sequence 3966839 39683 


415329 41680 


254971265 


plasmaceae 
219846654 


philaceae; 
265678326 
38182 
teaceae; 
265678979 
sequence 
ospiraceae 
219857250 
quence 
ria; Rhizo 


219857230 


Desulfoba 
219846247 


obacteriac 
265679056 
e sequence 
teria; Des 


219846821 
uence 


ria; Desul 


219846759 
quence 
Desulfov 


265678777 


les; Methy 
265678930 
equence 

ria; Desul 


228721340 
sequence 
oteobacter 


219878272 
e 18889 
les; Phyll 
219857285 
uence 

ia; Desulf 


’ 


219857264 
nce 26057 
ibrionales 
219857249 
26227 
les; Phyll 
219846663 
equence 

a; Desulfo 


219878205 
uence 
a; Myxococ 


219857626 
equence 


teria; Des 


Vv 


ref|NR_028183.1 


; Fe 
ref 


rroplasma. 
NR_026246.1 


Picrophilus. 
ref |NR_028628.1 
Vulcanisaeta 
ulcanisaeta. 
ref |NR_029287.1 
124349 125867 
; Nitrospira. 
ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


ref |NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_029364.1 

10342 11910 
ulfovibrionales 


, 
ref|NR_026413.1 
150676 315218 
fovibrionales; D 


w 


ref|NR_026351.1 
3241884 324339 
ibrionales; Desu 
ref |NR_029082.1 
lobacteriaceae; 
ref |NR_029238.1 


198985 200521 
furomonadales; P 


ref|NR_027605.1 

1339181 134062 
ia; Rhodospirill 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref|NR_024916.1 

2573428 257495 
ovibrionales; De 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref|NR_026255.1 

3378593 338009 
vibrionales; Des 


ref |NR_025344.1 

1984609 198614 
cales; Sorangiin 
ref|NR_025215.1 
162629 216416 


ulfovibrionales; 


is} 


219857491 


Ferroplasma 


2 Ferroplasma acidiphilum Archaea; 


Picrophilus oshimae 


1 Picrophilus oshimae Archaea; 


Vulcanisaeta souniana 


souniana Archaea; 


Nitrospira 
Nitrospira 


Mesorhizobium 
9 Mesorhizobium 


cteriaceae; 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Mesorhizobium loti 
loti Bacteria; 

um. 

Desulfovibrio 
Desulfovibrio 

Desulfovibrionaceae; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Desulfovibrio 
3 Desulfovibrio 


lfovibrionaceae; 


Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Pelobacter 
Pelobacter 
elobacteraceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Mesorhizobium 

izobium chacoense 

esorhizobium. 
Desulfovibrio 

7 Desulfovibrio 

sulfovibrionaceae; 


Desulfovibrio 

ovibrio burkinensis 

aceae; Desulfovibrio. 

Mesorhizobium amorphae 

izobium amorphae 

esorhizobium. 
Desulfovibrio 

8 Desulfovibrio 

ulfovibrionaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_025079.1 


Syntrophaceae 


Desulfomonile 


2353808 2355330 Desulfomonile limimaris 
Syntrophobacterales; 


Desulfomonile. 


’ 


241812 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


241812 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


241812 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


241812 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


241812 Bacteria_16S 


strain CNS 2-75 1 


241812 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


241812 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


241812 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


241812 Bacteria_16S 


strain 5424 16S r 


Proteobacteria; Alphaproteobacteria; 
241812 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
241812 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


241812 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


241812 Bacteria_16S 


strain ATCC 15253 


3132537 3132438 6 105 gi 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


698534 698432 3 105 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
1357472 13574101 63 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
2255242 2255156 14 100 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
3684757 3684659 7 


105 gi 


219846834 
sequence 
ia; Rhizob 


265678584 
nce 69711 
terales; C 
228720131 
quence 

ostridiale 
219857563 
ence 22537 
idiales Fa 


219846448 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


3711917 37118311 87 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3720887 3720801 1 87 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 

51415 51370 1 46 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; Desulfov 
449120 449027 1 94 gi 
ibosomal RNA, partial sequence 
Rhodospirillales; 
1 81 gi 
sequence 
Rhizobiales; Hypho 
854339 854254 20 105 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


768899 768819 
osomal RNA, partial 


971034 970989 1 46 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


2024209 2024112 3 100 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


241812 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


241812 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


241812 Bacteria_16S 


strain E7107 16S 


2614995 2614878 1 118 
bosomal RNA, partial sequence 

eltaproteobacteria; Desulfovibrionales 
3034645 3034560 2 87 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
447588 447532 1 57 gi 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


241812 Bacteria_16S 


strain TH-3 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
241812 Bacteria_16S 


strain AMX51 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
241812 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


241812 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


241812 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


716379 716299 1 81 
ibosomal RNA, partial sequence 


gi 


Phyll 
843935 843855 1 81 gi 
ribosomal RNA, partial sequence 
Brady 
1239387 1239307 1 81 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1240903 1240823 1 81 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1470979 1470927 1 53 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


241812 Bacteria_16S 


strain L1/68 16S 


1928203 1928151 1 53 
ribosomal RNA, partial sequence 


gi 


llaceae; O 
219846429 
37104 
Clostridiu 
219846422 


3719395 37209 


Clostridiu 
265679030 
nce 49907 
ibrionales 
265678756 


447654 44913 


Acetobacte 
265678534 


767437 76891 


microbiace 
265678477 
quence 

ria; Desul 


265678397 
uence 
teria; Des 
219878180 

20227 
aulobacter 
219857256 


2613469 26150 


; Desulfov 
219846900 
equence 

idiales; C 
265678757 


446125 44760 


Acetobacte 
265678571 


714920 71638 


obacteriac 
265678484 


842468 84394 


rhizobiace 
219878163 
sequence 

ria; Rhizo 
219878162 
equence 

ia; Rhizob 
224581406 
1 sequence 
ria; Pseud 


219878243 


mily 


chro. 


mM. 


mM. 


ulfo 


eae; 


bial 


omon 


ref|NR_026426.1 
131100 313253 


iales; Phyllobac 


Ww 


ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_027589.1 
1356004 135748 
s; Clostridiacea 
ref|NR_025151.1 
47 2255269 Sporan 
XI. Incerta 


ref|NR_026039.1 
56 Ochrobactrum 
bactrum. 

ref |NR_026020.1 
25 3711931 Clostr 


ref|NR_026013.1 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Clostridium 
9 Clostridium 
e; Clostridium. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Ochrobactrum anthropi 


anthropi Bacteria; 


Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


ref |NR_029338.1 

51436 Desulf 
; Desulfovibrion 
ref|NR_029061.1 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


race 
ref 


ae; Roseomon 
NR_028838.1 


as. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


ae; Devosia. 
ref |NR_028780.1 

852834 854357 
fobacterales; De 


ref|NR_028699.1 
969528 971049 
vibrionales; 


ref |NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref|NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref|NR_029062.1 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Caulobacter henricii 
acter henricii Bacteria; 
er. 

Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Clostridium 
4 Clostridium 
lostridium. 

Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


race 
ref 


ae; Roseomon 
NR_028876.1 


as. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Aminobacter 


ref|NR_028787.1 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


ae; Bosea. 
ref|NR_025302.1 

1237929 123939 
es; Phylloba 
ref|NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_027187.1 

1469465 147099 
adales; Mora 


ref 


Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Psychrobacter 

0 Psychrobacter 

xellaceae; 


NR_025382.1 


Ignatzsch 


Ignatzschineria larvae 


1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


ineria. 


241812 Bacteria_16S 
strain Cm al3 16S 
Proteobacteria; 
241812 Bacteria_16S 


1982964 1982912 1 


1984549 1984497 1 


53 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


53 


gi 


219878207 


1981436 19829 
Sorangiineae; 


gi 


219878206 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 


lanuginosus Bacteria; 
Chondromyces. 
241812 Bacteria_16S 


Proteobacteria; 


1987701 1987649 1 


ferrugineus strain Cb fel8 16S ribosomal RNA, 


ferrugineus Bacteria; Proteobacteria; 
Cystobacteraceae; Cystobacter. 
241812 Bacteria_16S 3125184 31251041 


denitrificans strain DSM 1869 16S ribosomal RNA, partial 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 
241812 Bacteria_16S 
zavarzinii strain 


3128142 3128062 1 


53 


81 


81 


Deltaproteobacteria; 


gi 


complete 
Deltaproteobacteria; 


gi 


gi 


zavarzinii Bacteria; Proteobacteria; Alphaproteobacteri 


241812 Bacteria_16S 3199562 3199482 1 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequen 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; 


Magnetospirillum. 


241812 Bacteria_16S 3264383 3264303 1 


australicum strain IFAM ST1306 16S ribosomal RNA, partial 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; 


241812 Bacteria_16S 3886954 3886902 7 


81 


81 


gi 


gi 


metallireducens strain GS-15 16S ribosomal RNA, partial 


metallireducens Bacteria; 
Geobacter. 


241812 Bacteria_16S 1657275 1657180 10 


Proteobacteria; 


59 gi 
Deltaproteoba 
105 gi 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobact 


241812 Bacteria_16S 1895095 1895052 1 


norvegicum strain 


44 


gi 


DSM 1741 16S ribosomal RNA, partial s 


norvegicum Bacteria; Proteobacteria; Deltaproteobacteri 


Desulfomicrobium. 


241812 Bacteria_16S 1973578 1973519 4 


63 


strain CK58 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
241812 Bacteria_16S 


Clostridiales; 
2995169 2995070 6 


105 


gi 


219878204 
sequence 


219846839 


219846837 


ZV-622 16S ribosomal RNA, partial sequence 
Rhizobiales 


a; 
219846789 


219846745 
sequenc 


219846305 
sequence 
cteria; 


219878437 
sequence 
eria; Rhiz 
219878268 
equence 

a; 


219878213 


1972100 19735 


Clostridiaceae; 


gi 


larrymoorei strain AF3.10 16S ribosomal RNA, partial se 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacter 
Rhizobium/Agrobacterium group; Agrobacterium. 


241812 Bacteria_16S 3530994 3530947 1 


48 


gi 


homopropionicum strain DSM 5847 16S ribosomal RNA, part 


homopropionicum Bacteria; 
241812 Bacteria_16S 
strain IndiB4 16S 
Firmicutes; Clostridia; 
241812 Bacteria_16S 


Firmicutes; 
3552589 3552542 1 


Clostridiales; 
3584368 3584321 1 


Clostridia; 


48 


ribosomal RNA, partial sequence 


48 


Clost 
gi 


219846927 
quence 
ia; 


219846556 
ial sequen 
ridiales; 

219846542 


3551089 35526 


Clostridiaceae; 


gi 


thermopalmarium strain BVP 16S ribosomal RNA, partial s 


thermopalmarium Bacteria; Firmicutes; 
241812 Bacteria_16S 3880703 3880656 1 
strain RT4. Bl 16S ribosomal RNA, 
Firmicutes; Clostridia; 
241812 Bacteria_16S 

strain HQgoel 16S 
Proteobacteria; Deltaproteobacteria; 
241812 Bacteria_16S 


Clostridiales; 
113570 113500 4 


115169 115099 4 


Clostridia; 


48 


74 


ribosomal RNA, partial sequence 


74 


strain DM-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; 


241812 Bacteria_16S 198873 198815 1 


59 


Clost 
gi 


gi 


219846520 

equence 

ridiales; 
219846309 


complete sequence 3879197 38807 
Clostridiaceae; 


265678987 


112043 11359 


Syntrophobacterale 


gi 


S; 
265678986 


113641 11518 


Syntrophobacterale 


gi 


S; 
265678931 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 


chartatabidum Bacteria; Firmicutes; 
241812 Bacteria_16S 208290 208244 1 


Clostridia; 


47 


Clostri 


gi 


argentinense strain ATCC 27322 16S ribosomal RNA, parti 


argentinense Bacteria; 
241812 Bacteria_16S 
strain McClung 20 
Bacteria; Firmicutes; 
241812 Bacteria_16S 


Firmicutes; 
209845 209799 1 


Clostridia; 
211396 211338 1 


Clostridia; 


47 


59 


Clostrid 


gi 


04 16S ribosomal RNA, partial sequence 


Clostridiales; Clostr 


gi 


diales; Cl 
265678924 
al sequenc 
iales; Clo 
265678923 
20835 
idiaceae; 
265678922 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


Myxococcal 


sequence 
Rhizobiales; 


Rhizobiale 


ref 


Poly 
ref 


ref 


ref 


Ww 


ref 


Ww 


ref 


ref 


ref 


ref 


obia 
ref 


ref 


ref 


ref 


Clos 
ref 


Clos 
ref 


ref 


ref 


ref 


ostr 
ref 


stri 
ref 


Clos 


73 Chondromyces 


1983024 19845 
Sorangiineae; Polyangiaceae; 


1986193 19877 
Myxococcal 


123738 31251 
Hyphomicrobiaceae; 


126704 31281 
; Hyphomicrobiaceae; Hyphomicrobium. 
ce 3198121 31995 


Rhodos 


e 3262929 32643 
Ss; Hyphomicrobiaceae; 


1893578 18950 
Desulfovibr 


2993732 29951 
Rhizobiale 


ce 3529546 35310 


3582883 35843 


197405 19893 


e 206801 20830 


5 209857 Clostr 


NR_025346.1 


angiaceae; 

NR_025345.1 
5 
es; 


NR_025343.1 
0 


es; Cystobac 


NR_026431.1 
8 


NR_026429.1 
4 


NR_026381.1 
6 
pirillales; 


NR_026337.1 
8 


NR_025895.1 


3885428 388697 
Desulf 


uromonadales 


NR_025576.1 


1655822 165727 


les; Brucell 
NR_025407.1 
9 
ionales; Des 


NR_025352.1 


NR_026519.1 
6 
Ss; Rhizobiac 
NR_026148.1 
0 
tridiaceae; 
NR_026134.1 


NR_026112.1 
8 
tridiaceae; 
NR_025899.1 


NR_029295.1 


ae; Syntroph 
NR_029294.1 


ae; Syntroph 
NR_029239.1 
4 
idiaceae; Cl 
NR_029232.1 
4 
diaceae; Clo 
NR_029231.1 


tridium. 


ref 


NR_029230.1 


Chondromyces robustus 


robustus Bacteria; 
Chondromyces. 


Chondromyces 
8 Chondromyces 


Cystobacter 
9 Cystobacter 
terineae; 


Hyphomicrobium 
3 Hyphomicrobium 


Hyphomicrobium 
1 Hyphomicrobium 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Pedomicrobium 
2 Pedomicrobium 
Pedomicrobium. 
Geobacter 
3 Geobacter 
; Geobacteraceae; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 
Clostridium. 


Agrobacterium 
8 Agrobacterium 
eae; 


Clostridium 
6 Clostridium 
Clostridium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 
Caloramator. 


Clostridium 
5 Clostridium 
Clostridium. 
Caloramator fervidus 


15 Caloramator fervidus Bacteria; 
Caloramator. 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 
Syntrophace 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 
Syntrophace 


us. 
Clostridium 
Clostridium 
ostridium. 
Clostridium 
Clostridium 
stridium. 
Clostridium sporogenes 
idium sporogenes 


Clostridium 


209908 211410 Clostridium 


241812 Bacteria_ 


strain IP 2227 16 
Clost 


Firmicutes; 
241812 Bacteria_ 


sphaeroides strai 
sphaeroides Bacte 


Rhodobacter. 
241812 Bacteria_ 


ludipueritiae str 
ludipueritiae Bac 


Roseomonas. 
241812 Bacteria_ 


entanii strain LT 
Proteob 
241812 Bacteria_16S 
hamburgensis stra 
Proteob 
241812 Bacteria_16S 
nodulans strain O 


Bacteria; 


Bacteria; 


nodulans ORS 2060 
Methylobacterium. 


241812 Bacteria_16S 


strain DSM 5901 1 


Firmicutes; 


Proteobacteria; 


europaeus strain 


Bacteria; 


Bacteria; 


Bacteria; 


strain DSM 10365 


Firmicutes; 


hansenii Bacteria 
Gluconacetobacter 


241812 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


241812 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; 


strain NCTC 279 1 
Firmicutes; Clost 


241812 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


241812 Bacteria_16S 


Proteob 
241812 Bacteria_16S 
limneticum strain 
Proteob 
241812 Bacteria_16S 
intermedius strai 
Proteob 
241812 Bacteria_16S 


Clost 
241812 Bacteria_16S 
hansenii strain N 


G 
241812 Bacteria_16S 


16S 212954 212896 1 59 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; 


16S 234170 234124 1 


gi 


Clostridiaceae; 
47 gi 


ria; Proteobacteria; Alphaproteobacter 


16S 562287 562241 1 47 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


16S 668251 668165 1 87 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
1366322 1366244 1 79 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1398034 1397948 4 90 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 
1648153 1648075 3 


81 gi 


1649650 1649572 3 81 gi 


1707727 1707669 1 59 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2407003 2406941 1 63 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2619673 2619627 1 47 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2861112 2861034 1 79 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
3004463 3004377 1 87 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3075427 3075381 1 47 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3119145 3119059 1 87 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3287137 3287075 1 63 gi 


gi 


ridia; Clostridiales; Clostridiaceae; 

3554119 3554033 1 87 gi 
CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


’ 


3570777 3570691 1 87 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

45308 45267 1 42 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
166983 166938 1 46 gi 


gi 


ridia; Clostridiales; Clostridiaceae; 
182059 182014 1 46 gi 
ain CG 16S ribosomal RNA, partial sequ 


tes; Clostridia; Clostridiales; Clostr 


n 2.4.1 16S ribosomal RNA, partial seq 


43805 
Halomonad 


265678921 


211461 21296 
Clostridiu 


265678907 
uence 
ia; 


265678678 
sequence 
eria; 


265678604 
nce 
rillales; 

228719040 


les; 
228715764 

uence 

bacteria; 


219878444 


6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
241812 Bacteria_16S 
DSM 5900 16S ribo 
Alphaproteobacter 
241812 Bacteria_16S 
strain SH1 16S ri 
Clost 
241812 Bacteria_16S 
viterbiensis stra 
viterbiensis Bact 
241812 Bacteria_16S 
strain CKB 16S ri 
B 
241812 Bacteria_16S 
carboxydohydrogen 
carboxydohydrogen 
241812 Bacteria_16S 


Ac 
219878443 


somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae; 


; Stella. 
219878403 


1706248 17077 
ostridiu 


cl 
219857456 
1 
iales; 
219857253 


2618180 26196 
yclaceae; 


oc 
219856884 
ar 
obacteria; 
219846921 
nce 30029 
rillales; 

219846872 
ence 30739 
ales; 
219846843 
ence 31176 
rillales; 

219846730 


16S ribosomal RNA, partial sequence 3285670 32871 
ostridiu 


cl 
219846541 
quence 

R 


219846529 
equence 
rillales; 


265679034 
45323 


265678952 


6S ribosomal RNA, partial sequence 165488 16699 
Clostridiu 


265678942 
ence 18057 
idiaceae; 

265678938 


188284 188239 1 46 gi 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


Rhodob 


Rhod 


66678 


ence 13648 
Brady 


etobacte 


sequence 
Clo 


tial seq 


Rhod 


hodospir 


ref 


m. 
ref 


acte 
ref 
ospi 
ref 


Acet 
ref 


rhiz 
ref 


Rhiz 
ref 
race 
ref 
a hu 


ref 


m. 
ref 


stri 
ref 


7; De 
ref 
uenc 
Rhi 
ref 


Acet 
ref 


ocyc 
ref 


Acet 
ref 


m. 
ref 


illa 
ref 
Acet 
ref 


acea 
ref 


m. 
ref 


Clos 
ref 


232719 23418 


560822 56230 


6 668269 Gluco 


67 1366328 Nitro 


1396599 13980 


2405537 24070 


85 Dechloromonas 


97 3004478 Gluco 


12 3075441 Ferri 


80 3119160 Gluco 


3552654 35541 


3569313 35707 


4 182073 Clost 


NR_029229.1 


NR_029215.1 
4 
rales; Rhodo 
NR_028983.1 
7 


rillales; Ac 


NR_028909.1 
n 
obacteraceae 
NR_027578.1 
b 
obiaceae; Ni 
NR_027539.1 
3 
obiales; Met 
NR_025583.1 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


NR_025542.1 


NR_025044.1 
oi 
diaceae; Cal 
NR_024884.1 


chloromonas 
NR_024703.1 
e 285967 
zobiales; Br 
NR_026513.1 
n 
obacteraceae 
NR_026464.1 
b 
laceae; Ferr 
NR_026435.1 
n 
obacteraceae 
NR_026322.1 


NR_026133.1 
3 
les; Acetoba 
NR_026121.1 
9 
obacteraceae 
NR_029342.1 


e; Carnimona 
NR_029260.1 


NR_029250.1 
xr 
tridium. 
NR_029246.1 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Rhodobacter 
Rhodobacter 
bacteraceae; 


Roseomonas 
Roseomonas 
etobacteraceae; 


Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 

Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


, 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Caloramator 
6 Caloramator 
oramator. 
Dechloromonas agitata 
agitata Bacteria; 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Ferribacterium 
acterium limneticum 
ibacterium. 
Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Clostridium pascui 


v 


’ 


40 Clostridium pascui Bacteria; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


, 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


Ss. 
Clostridium tetani 


5 Clostridium tetani Bacteria; 


Clostridium 
idium proteolyticum 


Clostridium 


186799 188298 Clostridium 


241812 Bacteria_16S 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizo 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
241812 Bacteria_16S 364680 364639 1 42 gi| 265678812 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 36326 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
241812 Bacteria_16S 391993 391952 1 42 gi| 265678794 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 39048 


273682 273641 1 42 gi| 265678878 |ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029099.1 


2 392023 Chitin 


Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Phenylobacterium 
obacterium lituiforme 

Phenylobacterium. 

Chitinimonas 
imonas taiwanensis 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

241812 Bacteria_16S 412056 412011 1 46 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

241812 Bacteria_16S 432131 432090 1 42 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

241812 Bacteria_16S 433714 433633 14 95 gi| 265678766 |ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

241812 Bacteria_16S 471960 471919 1 42 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

241812 Bacteria_16S 493528 493487 1 42 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
241812 Bacteria_16S 560752 560711 1 42 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 


Acetobacte as. 

Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Ochrobactrum 
Ochrobactrum 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
241812 Bacteria_16S 593873 593832 1 42 gi| 265678657 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 59240 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
241812 Bacteria_16S 680412 680371 1 42 gi| 265678596 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizob 
241812 Bacteria_16S 742512 742471 1 42 gi| 265678553 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 74252 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
241812 Bacteria_16S 759812 759771 1 42 gi| 265678540 
strain Al 16S ribosomal RNA, partial sequence 758305 75981 


raceae; Roseomon 

ref|NR_028962.1 

8 593892 Novosp 

Sphingomonadacea 

ref |NR_028901.1 
678955 680426 

iales; Brucellaceae; Ochrobactrum. 

ref|NR_028857.1| Roseomonas mucosa 

7 Roseomonas mucosa Bacteria; 

raceae; Roseomonas. 

ref|NR_028844.1| Alysiella filiformis 

5 Alysiella filiformis Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 
241812 Bacteria_16S 930818 930777 1 42 gi|265678425|ref|NR_028727.1| Ruegeria pomeroyi 
strain DSS-3 16S ribosomal RNA, partial sequence 929371 930833 Ruegeria pomeroyi Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 

241812 Bacteria_16S 933975 933930 1 46 gi|265678423|ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

241812 Bacteria_16S 961838 961797 1 42 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

241812 Bacteria_16S 1033704 1033659 1 46 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

241812 Bacteria_16S 1058070 1058029 1 42 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

241812 Bacteria_16S 1084950 1084909 1 42 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

241812 Bacteria_16S 1121390 1121349 1 42 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

241812 Bacteria_16S 1142543 1142502 1 42 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

241812 Bacteria_16S 1144063 1144022 1 42 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 


phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 


241812 Bacteria_16S 


c9l1 
Proteobacteria; 


16S ribosomal 
B 


241812 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


241812 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


241812 Bacteria_16S 


diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 


241812 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


241812 Bacteria_16S 


RW1 16S ribosomal 
Proteobacteria; A 


241812 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


241812 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


241812 Bacteria_16S 


strain SO2 16S ri 
Proteobacteria; A 


241812 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


241812 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


241812 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


241812 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


241812 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


241812 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


241812 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


241812 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


241812 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


241812 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


241812 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


1180415 1180374 1 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1266368 1266323 1 46 gi 
, partial sequence 
ridiales; Clostridiaceae; Clostridium. 
1293409 1293368 1 42 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


42 gi 


1354403 1354362 1 42 gi 
rain PAl 5 16S ribosomal RNA, partial 
1 5 Bacteria; Proteobacteria; Alphapro 
1391980 1391939 1 42 gi 
503 16S ribosomal RNA, partial sequenc 
; Proteobacteria; Alphaproteobacteria; 
1401046 1401005 1 42 gi 
RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

1445325 1445284 1 42 gi 
rain 5SM22 16S ribosomal RNA, partial 

cteria; Proteobacteria; Alphaproteobac 


, 


1446882 1446841 1 

osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1487678 1487637 1 42 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1642022 1641981 1 42 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


42 gi 


1643584 1643543 1 42 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1645145 1645104 1 42 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1829263 1829222 1 42 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1864287 1864246 1 42 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865869 1865828 1 42 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


gi 


1919029 1918984 1 46 gi 


bacillales; Lactobacillaceae; Pediococ 
2108225 2108184 1 42 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 


teria; Proteobacteria; Gammaproteobact 


2114278 2114237 1 42 gi 
strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteo 


2220292 2220251 1 42 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


2264567 2264526 1 42 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


241812 Bacteria_16S 


1178919 1180416 Nitro 


1399580 1401060 Sphin 


1445391 14468 


1486230 14876 


1642082 16435 


1643643 16451 


16S ribosomal RNA, partial sequence 1917484 19190 


228717704 


itrosomona 
219846539 


1264886 1266379 Clostridium grantii Bacteria 


228716433 
tial seque 
oteobacter 


228720330 
sequence 
teobacteri 


228716336 
e 13905 
Parvularc 
228715353 


Sphingomon 
224581424 
sequence 

teria; Rho 


224581423 


oraxellace 
219857235 


biaceae; R 
219878449 
equence 

ria; Pseud 


219878448 


seudomonad 
219878447 


seudomonad 
219878317 
quence 
a; Rhodoba 
219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


219878249 


cus. 
219878115 
ete sequen 
eria; Pseu 


219857659 
al sequenc 
bacteria; 


219857586 
tial seque 
acteria; P 


219857557 
ence 22630 
irillales; 
219857528 


2303923 2303882 1 42 gi 


ref 
somo 
dace 
ref 


NR_027566.1 
nas eutropha 
ae; 
NR_026131.1 


ref 
nce 
ia; 


NR_027551.1 
129190 
Alteromonada 


ref|NR_027591.1 

1352934 135441 
a; Rhodospirilla 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_024863.1 


hizobium/Agrobac 
ref|NR_025588.1 
1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 


aceae; Pseudomon 
ref|NR_025456.1 

1827843 182926 
cterales; Hypho 
ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025430.1 
1864353 186588 
pirillales; Halo 


ref|NR_025388.1 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


ref 
nce 
seud 


NR_025174.1 
221879 
omonadales; 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 


ref|NR_025116.1 


, 


monadaceae; 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Clostridium grantii Al 
Firmicutes; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Psychrobacter arenosus 
arenosus Bacteria; 
rs 

Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Pseudomonas 

1 Pseudomonas 

domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 

Chromohalobacter 

halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


, 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Alcanivorax 
vorax venustensis 
e; Alcanivorax. 
Marinobacter 


lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


241812 Bacteria_16S 
strain CFML 97-39 
Proteobacteria; 
241812 Bacteria_16S 
strain CFML 97-51 
Bacteria; 
241812 Bacteria_16S 


2322250 2322209 1 


2323802 23237611 


2341707 2341666 1 


42 


1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


42 


4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


42 


strain LBB1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


241812 Bacteria_16S 2528160 2528099 14 


alkaliphilum strain S1 16S ribosomal RNA, partial seque 
Clostridiales; 


Clostridia; 
2556481 2556440 1 


Bacteria; Firmicutes; 
241812 Bacteria_16S 

strain CIP 105469 
Bacteria; 
241812 Bacteria_16 
strain CIP 105470 
Proteobacteria; 
241812 Bacteria_16 
strain CIP 105259 
Proteobacteria; 
241812 Bacteria_16 
strain CIP 105274 
Proteobacteria; 
241812 Bacteria_16S 
strain CFML 96-19 
Proteobacteria; 
241812 Bacteria_16S 2582493 2582452 1 
strain CIP 104664 16S ribosomal RNA, 
Bacteria; 
241812 Bacteria_16S 
strain CIP 104883 
Bacteria; 
241812 Bacteria_16S 
strain CFML 96-17 
Bacteria; 
241812 Bacteria_16S 
strain CIP 105273 
Proteobacteria; 
241812 Bacteria_16S 2598036 2597995 1 
strain CIP 105460 16S ribosomal RNA, 
Bacteria; 
241812 Bacteria_16 


s 2558047 2558006 1 


s 2562673 2562632 1 


s 2571806 2571765 1 


2580927 2580886 1 


2584063 2584022 1 


2585632 2585591 1 


2596470 2596429 1 


s 2723670 2723589 14 


pomorum strain 3A 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 


Bacteria; 
241812 Bacteria_16 
strain ATCC 13522 
Bacteria; 
241812 Bacteria_16 
strain ATCC 49968 
Bacteria; 
241812 Bacteria_16S 
strain DSM 3050 1 
Proteobacteria; 
241812 Bacteria_16S 
echinoides strain 


s 2854929 2854888 1 


s 2859612 2859571 1 


2864214 2864173 1 


2865730 2865689 1 


Sphingomonas. 


241812 Bacteria_16S 2926957 2926916 1 


75 


42 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


42 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


42 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


42 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


42 


8 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


42 


complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


42 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


42 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


42 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


42 


complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


95 


42 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


42 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


42 


Gammaproteobacteria; Pseudomonadales; P 


42 


ATCC 14820 16S ribosomal RNA, partial 
echinoides Bacteria; Proteobacteria; Alphaproteobacteri 


42 


carotinifaciens strain E-396 16S ribosomal RNA, 


carotinifaciens Bacteria; Proteobacteria; Alphaproteoba 


Paracoccus. 


241812 Bacteria_16S 2973870 2973829 1 


citronellolis strain DSM 50332 16S ribosomal RNA, parti 


citronellolis Bacteria; 
Pseudomonas. 
241812 Bacteria_16S 


Proteobacteria; 


3063601 3063560 1 


mediterraneus strain CH-B427 16S ribosomal RNA, partial 
mediterraneus Bacteria; Proteobacteria; Alphaproteobact 


Sulfitobacter. 
241812 Bacteria_16S 


3162909 3162868 1 


42 gi 
Gammaproteobact 
42 gi 


42 


gi 


gi 


gi 


2340265 23417 
hodobacteraceae; 


gi 


Peptoc 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 2862729 28642 


gi 


gi 
complet 


219857515 
23207 


219857514 
23223 
nadales; P 
219857501 


219857359 
nce 25266 
occaceae; 

219857340 
25549 
nadales; P 
219857339 
25565 


219857336 
25611 


219857287 
25702 


219857281 
25794 


219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 


219857270 
25965 
nadales; P 
219857173 
27221 
Al 
219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856882 


seudomonad 

219856881 
sequence 

a; 


219856839 
e sequence 
cteria; 


219846941 
al 
eria; 


219846880 
sequence 
eria; 


gi 


219846814 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 


seudomonadaceae; 


seudomonadaceae; 


Desu 


seudomonadaceae; 


seudomonadaceae; 


seudomonadaceae; 


seudomonadaceae; 


seudomonadaceae; 


icyclobacillus. 


Sphingomonadales; 


Rhodobacterales; 


sequence 2972376 29738 


Pseudomonadales; 


Rhodobacterales; 


ref |NR_025103.1 


ref |NR_025102.1 


Pseudomonas brenneri 


64 2322265 Pseudomonas brenneri Bacteria; 
Pseudomonas. 


Pseudomonas grimontii 


16 2323816 Pseudomonas grimontii 


ref|NR_025089.1 
Rhodobac 
ref|NR_024947.1 
73 2528174 Desul 
1lfotomaculum 


ref|NR_024928.1 


Pseudomonas. 
Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
a. 


Desulfotomaculum 


fotomaculum alkaliphilum 


Pseudomonas gessardii 


74 2556489 Pseudomonas gessardii 


seudomonadaceae; 
ref|NR_024927.1 


Pseudomonas. 
Pseudomonas migulae 


40 2558055 Pseudomonas migulae Bacteria; 


ref|NR_024924.1 


Pseudomonas. 


Pseudomonas mosselii 


68 2562680 Pseudomonas mosselii Bacteria; 


ref|NR_024918.1 


Pseudomonas. 


Pseudomonas jessenii 


99 2571813 Pseudomonas jessenii Bacteria; 


ref|NR_024912.1 


ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 


Pseudomonas. 


Pseudomonas cedrina 


20 2580935 Pseudomonas cedrina Bacteria; 
Pseudomonas. 


Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


monas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


25 2585640 Pseudomonas orientalis 


seudomonadaceae; 
ref|NR_024902.1 


Pseudomonas. 
Pseudomonas mandelii 


61 2596478 Pseudomonas mandelii Bacteria; 


Pseudomon 


ref|NR_024901.1 


as. 
Pseudomonas libanensis 


29 2598044 Pseudomonas libanensis 


seudomonadaceae; 
ref|NR_024801.1 
61 2723688 Alicyc 


ref|NR_024707.1 


Pseudomonas. 
Alicyclobacillus 
lobacillus pomorum 


Pseudomonas savastanoi 


33 2854934 Pseudomonas savastanoi 


seudomonadaceae; 
ref|NR_024704.1 


Pseudomonas. 
Pseudomonas lundensis 


10 2859620 Pseudomonas lundensis 


seudomonadaceae; 
ref|NR_024701.1 


Pseudomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


aceae; Pseudomon 
ref|NR_024700.1 

2864276 286573 
Sphin 


ref|NR_024658.1 

2925520 292697 
R 
ref|NR_026533.1 
8 
Pse 


ref |NR_026472.1 
3062186 306360 
Rho 


as. 

Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


ref|NR_026406.1 
3161511 316291 


Antarctobacter 
0 Antarctobacter 


heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Antarctobacter. 


241812 Bacteria_16S 


strain Ekho Lake- 


3164377 3164336 1 42 gi 
172 16S ribosomal RNA, partial sequenc 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


241812 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


241812 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


241812 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


241812 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


241812 Bacteria_16S 


strain DSM 3503 1 


3178145 3178104 1 42 


gi 


219846813 
e 31629 
hodobacter 
219846803 


16S ribosomal RNA, partial sequence 3176631 31781 


ammaproteobacteria; Pseudomonadales; P 
3314539 3314498 5 46 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


3419352 34193111 42 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


3555652 3555611 1 42 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


3575323 3575282 1 42 


gi 


seudomonad 
219846711 
equence 

ria; Desul 


219846632 
quence 

; Rhodospi 
219846540 
1 sequence 
ria; Rhodo 


219846526 


6S ribosomal RNA, partial sequence 3573863 35753 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


241812 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


3592133 3592092 1 42 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


241812 Bacteria_16S 


3593658 3593572 1 87 gi 


Acetobacte 
219846515 
sequence 
ria; Rhodo 


219846513 


strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 


Firmicutes; Clost 


241812 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


241812 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


241812 Bacteria_16S 


strain H152 16S r 


ridia; Clostridiales; 
3628306 3628265 1 42 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3629895 3629854 1 42 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
3657339 3657298 1 42 gi 
ibosomal RNA, partial sequence 


Clostridiaceae; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


241812 Bacteria_16S 


strain RB 16S rib 


3782070 3782029 1 
osomal RNA, partial sequence 


42 gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


241812 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


241812 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


241812 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


241812 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


3810692 3810651 1 42 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3876091 3876050 1 42 gi 


gi 


Clostridiu 
219846487 
36267 
les; Neiss 
219846486 
36283 
nadales; P 
219846467 


3655877 36573 


biaceae; R 
219846376 


3780594 37820 


kettsiacea 


219846356 


3809177 38107 


seudomonad 
219846312 


6S ribosomal RNA, partial sequence 3874615 38761 


etaproteobacteria; Neisseriales; Neiss 
3893152 38931111 42 gi 
strain DSM 735 16S ribosomal RNA, com 
Bacteria; Proteobacteria; Gammaproteo 


3906904 3906863 1 42 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


241812 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


241812 Bacteria_16S 


strain gal 1261 1 


3966789 3966748 1 42 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
42 


3981199 3981158 1 gi 


eriaceae; 
219846300 
plete sequ 
bacteria; 


219846291 
quence 
eria; Pseu 
219846248 
sequence 
a; Sphingo: 


219846238 


6S ribosomal RNA, partial sequence 3979744 39812 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


241812 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


4101728 4101687 1 42 gi 
n Sl 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 


241812 Bacteria_16S 


4167592 41675511 42 gi 


biaceae; R 
219846152 
nce 41002 
les; Neiss 
219846102 


delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 


ref|NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovarius. 

ref|NR_026395.1| Pseudomonas graminis 
59 Pseudomonas graminis Bacteria; 
aceae; Pseudomonas. 

ref |NR_026303.1| Desulfovibrio 
3313036 3314538 Desulfovibrio 
fovibrionales; Desulfovibrionaceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 


ref|NR_026224.1 
3417892 341936 
rillales; Acetob 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
illales tobacteraceae; 
ref|NR_026118.1 
38 Gluconobacter 
race conob 
ref 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acetobacter 
8 Acetobacter 
tobacteraceae; 


spirillales 


ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 


m. 
ref|NR_026079.1| Neisseria gonorrhoeae 
80 3628323 Neisseria gonorrhoeae 
eriaceae; Neisseria. 

ref|NR_026078.1| Pseudomonas aeruginosa 
74 3629910 Pseudomonas aeruginosa 
seudomonadaceae; Pseudomonas. 
ref|NR_026059.1| Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025967.1| Rickettsia honei 

84 Rickettsia honei Bacteria; 
e; Rickettsieae; Rickettsia; 


v 


spotted 


ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 

ref|NR_025902.1| Neisseria weaveri 

01 Neisseria weaveri Bacteria; 
Neisseria. 
ref|NR_025890.1 
ence 389163 
Oceanospirillale 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


NR_025881.1 
1 
e 


Pseudomonas 
8 Pseudomonas 
nadales; udomonadaceae; 
NR_025838.1 
3965346 396678 
monadales; Sphin 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


ref|NR_025828.1| Rhizobium galegae 

09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025742.1| Chitinibacter 

22 4101735 Chitinibacter tainanensis 
eriaceae; Chitinibacter. 

ref|NR_025692.1| Sulfitobacter 

166170 4167598 Sulfitobacter 


i 


241812 Bacteria_16S 


strain KMM 3554 1 


strain KMM 3809 1 
Proteobacteria; G 


241812 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


241812 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


241812 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


241812 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


241812 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


241812 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


241812 Bacteria_16S 


strain ORS 992 16 
Proteobacteria; A 


241812 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


241812 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


241812 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


241812 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


241812 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


241812 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


241812 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


241812 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


241812 Bacteria_16S 


strain RE35F/1 16 
Proteobacteria; A 


241812 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


241812 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


241812 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


241812 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


4169074 4169033 1 42 


gi 


4170650 4170609 1 42 


gi 


822553 822513 2 42 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1233290 12332145 81 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1463369 1463329 2 42 gi 

50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1979853 1979742 9 118 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2340192 2340136 8 64 gi 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2464713 2464653 3 63 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3076925 3076826 6 105 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3244947 3244907 4 44 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
rio. 


gi 


3634466 3634414 1 53 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m. 

68136 68097 3 42 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


393574 393503 10 81 gi 
in 2301065 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Paenibac 
528676 528629 6 53 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
556151 556112 3 42 gi 


ammaproteobacteria; Pseudomonadales; P 
557693 557654 3 42 gi 


ammaproteobacteria; Pseudomonadales; P 
559237 559198 3 42 gi 


ammaproteobacteria; Pseudomonadales; P 
909161 909122 3 42 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

1160661 1160614 14 61 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1175899 1175860 3 42 gi 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1408474 1408435 3 42 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1484654 1484615 3 42 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


gi 


241812 Bacteria_16S 


1516109 1516018 14 105 gi 


6S ribosomal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
241812 Bacteria_16S 
6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alteromonad 


821061 82256 


3075492 30769 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


907717 90916 


1174405 11758 


1483159 14846 


219846101 


hodobacter 
219846100 


265678498 


seudomonad 
219878271 
quence 
cteria; Rh 
224581411 
ence 14618 
nadales; A 
219878209 
19783 
acterales; 
219857502 
quence 
diales; He 
219857407 
sequence 
iales; Clo 
219846871 


biaceae; R 
219846758 
1 sequence 
cteria; De 


219846483 
al sequenc 
obacteria; 


265679019 
sequence 
cteria; Sp 


265678793 
sequence 
illaceae; 
265678700 
52719 
nadales; M 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678439 


Erythrobac 
228721485 

11591 
7 Peptococ 
228718578 


a. 
219846657 
artial seq 
acteria; S 


219857506 


Halomonad 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref |NR_028801.1 


aceae; Pseudomon 
ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref|NR_027192.1 
62 1463368 Marino 
1lteromonadaceae; 
ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025090.1 

2338702 234021 
liobacteriaceae; 
ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref |NR_026463.1 


hizobium/Agrobac 
ref |NR_026350.1 

3243444 324494 
sulfovibrionale 


ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref |NR_029327.1 
66694 68135 
hingomonadales; 


ref|NR_029098.1 

392074 393575 
Paenibacillus. 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref |NR_028987.1 


acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


aceae; Pseudomon 
ref |NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027574.1 


ref 
uenc 
phin 


NR_026249.1 
e 140703 


gomonadales; 


ref |NR_025094.1 


aceae; Kushneri 


219878113 


septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 


s: 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Marinobacter excellens 


excellens Bacteria; 


ter. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Clostridium 
2 Clostridium 
stridium. 
Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Desulfonatronovibrio 

6 Desulfonatronovibrio 

; Desulfohalobiaceae; 

Anaerobiospirillum 

8 Anaerobiospirillum 

Succinivibrionaceae; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Paenibacillus 
Paenibacillus 


Enhydrobacter 

obacter aerosaccus 
hydrobacter. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Erythrobacter citreus 
citreus Bacteria; 
obacter. 
Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 
Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
a. 


ref|NR_025252.1 
1514694 151610 


Mesorhizobium 
8 Mesorhizobium 


septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Mesorhizobium. 

241812 Bacteria_16S 1573476 1573437 3 42 gi| 219857383 |ref|NR_024971.1 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodop 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rh 
241812 Bacteria_16S 1611733 1611694 1 40 gi| 219878469 |ref|NR_025608.1 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 161174 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Roseisalinus. 

241812 Bacteria_16S 1616242 1616203 3 42 gi|219878466|ref|NR_025605.1 
strain CM243 16S ribosomal RNA, partial sequence 1614821 16162 

Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodshole 
241812 Bacteria_16S 1695462 1695423 3 42 gi|219878411|ref|NR_025550.1 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 16954 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
241812 Bacteria_16S 1697006 1696967 3 42 gi|219878410|ref|NR_025549.1 
strain TOl 16S ribosomal RNA, partial sequence 1695512 16970 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
241812 Bacteria_16S 1846168 1846129 3 42 gi| 219878305 |ref|NR_025444.1 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 18461 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis 
241812 Bacteria_16S 1940250 1940175 15 90 gi|219878235|ref|NR_025374.1 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 194024 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylob 
Methylobacterium. 

241812 Bacteria_16S 1943340 1943273 14 81 gi| 219878233 |ref|NR_025372.1 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

241812 Bacteria_16S 1957017 1956978 3 42 gi|219878224|ref|NR_025363.1 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
241812 Bacteria_16S 2016817 2016778 3 42 gi| 219878185 |ref|NR_025324.1 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulob 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

241812 Bacteria_16S 2018287 2018248 3 42 gi|219878184|ref|NR_025323.1 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 20182 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricauli 
241812 Bacteria_16S 2019759 2019720 3 42 gi| 219878183 |ref|NR_025322.1 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 20197 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricauli 
241812 Bacteria_16S 2021231 2021192 3 42 gi| 219878182 |ref|NR_025321.1 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 202123 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
Maricaulis. 

241812 Bacteria_16S 2022720 2022681 3 42 gi|219878181|ref|NR_025320.1 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulob 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
241812 Bacteria_16S 2118883 2118844 3 42 gi|219857656|ref|NR_025245.1 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
241812 Bacteria_16S 2176404 2176365 3 42 gi|219857616|ref|NR_025205.1 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
241812 Bacteria_16S 2235448 2235409 3 42 gi|219857576|ref|NR_025164.1 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 223544 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseud 
Pseudomonas. 

241812 Bacteria_16S 2391836 2391797 3 42 gi|219857466|ref|NR_025054.1 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 23918 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
241812 Bacteria_16S 2432887 2432820 14 81 gi|219857436|ref|NR_025024.1 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

241812 Bacteria_16S 2458707 2458668 3 42 gi|219857411|ref|NR_024999.1 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 245870 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphi 
Sphingopyxis. 

241812 Bacteria_16S 2460198 2460159 3 42 gi|219857410|ref|NR_024998.1 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
241812 Bacteria_16S 2461690 2461651 3 42 gi| 219857409 |ref|NR_024997.1 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 


ribosomal RNA, partial sequence 


Sphingomonadales; Sphingomon 


adaceae; Sphingo: 


Ss. 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


as 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Paenibacillus cookii 
cookii Bacteria; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
s. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Psychrobacter jeotgali 
jeotgali Bacteria; 
r. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Paenibacillus 
acillus chinjuensis 


Sphingopyxis 
6 Sphingopyxis 


ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


2460248 2461689 Sphingomonas aquatilis Bacteria; 


monas. 


241812 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


, 


241812 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


241812 Bacteria_16S 


strain IFO 10550 


241812 Bacteria_16S 


strain IFO 15498 


241812 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


241812 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


241812 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


241812 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


v 


241812 Bacteria_16S 


strain SW-161 16S 


241812 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


241812 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


241812 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


241812 Bacteria_16S 


strain SW-154 16S 
Proteobacteria; G 


241812 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


241812 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


241812 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


eria; 


241812 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


241812 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


eria; 


241812 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


241812 Bacteria_16S 


strain PL7HG1 16S ribosomal RNA, partial sequence 


2510018 2509979 3 


2975430 2975391 3 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


3210012 3209973 3 


3211504 3211465 3 


3238900 3238845 4 


3281044 3280977 14 
6S ribosomal RNA, partial sequence 3279583 32810 
ridia; 


Clostridiales; 
3354084 3354045 3 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


3364984 3364937 1 


3996086 3996047 3 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


3997580 3997541 3 


3999070 3999031 3 


4001996 4001957 3 


4018582 4018543 3 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 


4020128 4020089 3 


4021673 4021634 3 


4023217 4023178 3 


Proteobacteria; 


4036951 4036912 3 


Proteobacteria; 


373611 373573 4 


384271 384233 4 


42 gi 


FN-Cf£55 16S ribosomal RNA, partial seque 
Proteobacteria; Alphaproteobacteria; 


42 gi 


42 gi 


16S ribosomal RNA, partial sequence 3208570 32100 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


42 gi 


16S ribosomal RNA, partial sequence 3210062 32115 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


59 gi 


PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


81 gi 


Eubacteriaceae; 


42 gi 


48 gi 


SM 4136 16S ribosomal RNA, partial seq 
Verrucomicrobia; Verrucomicrobiae; V 


42 gi 


42 gi 


SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


42 gi 


n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


42 gi 


SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


42 gi 


42 gi 


SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


42 gi 


SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


42 gi 


in JG-100 16S ribosomal RNA, partial s 


Gammaproteobacte 


42 gi 


SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
284329 284275 15 

in B54 16S ribosomal RNA, 


69 gi 
complete seq 
Deltaproteobacte 


42 gi 


rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


42 


2973936 29754 


3352589 33540 


3994645 39960 
Sphingomonadales; 


4017086 40185 


Sphingomonadales; 


219857371 
nce 
Rhodospir 


219846940 


seudomonad 
219846782 


Sphingomon 
219846781 


Sphingomon 
219846762 
equence 

a; Desulfo 


219846734 


Acetobacte 
219846682 


Halomonad 
219846674 
uence 
errucomicr 


219846228 


Erythrobac 
219846227 
uence 

a; 


219846226 
quence 
ia; Sphing 


v 


219846224 
uence 
a; 


219846211 


219846210 
uence 
a; 


219846209 
uence 
a; 


219846208 
equence 
ria; Pseud 


219846199 
ence 40355 


265678871 
uence 
ria; Desul 
265678806 
quence 
teria; Sph 


265678799 


gi 


obia 


tera 


Sphingomona 


omon 


Sphingomonadales; 


Alteromonad 


Alteromonad 


omon 


Eryt 


ingomonadales; 


ref |NR_024959.1 
2508571 251001 
illales; Acetoba 


ref |NR_026532.1 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


aceae; Pseudomon 
ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026354.1 

3237371 323891 
bacterales; Desu 


ref|NR_026326.1 


as. 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Desulfofustis 

7 Desulfofustis 

1lfobulbaceae; 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


rium. 
ref|NR_026274.1 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


aceae; Halomonas 
ref|NR_026266.1 
3363492 336498 
les; Verruco 


ref |NR_025818.1 
85 Erythrobacter 
ceae; Erythr 
NR_025817.1 
3996136 399757 
dales; Eryth 


NR_025816.1 
3997630 399906 
adales; Eryt 


ref|NR_025814.1 
4000552 400199 
Sphin 


ref |NR_025801.1 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 


gomonadaceae; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


ref|NR_025800.1 
4018632 402012 
ales; Altero 


ref|NR_025799.1 
4020178 402167 
ales; Altero 


ref |NR_025798.1 
4021723 402321 
adales; Mora 


ref|NR_025789.1 
07 4036950 Erythr 
hrobacterace 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 


ref|NR_029177.1 
282818 284333 
fobacterales; De 


ref|/NR_029111.1 
372149 373610 
s 


ref 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


NR_029104.1 


Bradyrhizobium betae 


382807 384289 Bradyrhizobium betae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 


241812 Bacteria_ 
strain OK2 16S ri 


Proteobacteria; 


241812 Bacteria_ 
rhizosphaerae str 
rhizosphaerae Bac 


Pseudomonas. 


241812 Bacteria_ 
vestfoldensis str 
vestfoldensis Bac 


Loktanella. 


241812 Bacteria_ 
ferriphilum strai 


Bacteria; Nitros 


241812 Bacteria_ 
jannaschiana stra 


jannaschiana Bac 


241812 Bacteria_ 
haemolyticum stra 


haemolyticum Bac 


241812 Bacteria_ 


stanieri strain 


stanieri Bacteria 


Marinobacterium. 


241812 Bacteria_ 


strain DSM 11603 
Proteobacteria; 


241812 Bacteria_ 


lipolytica strai 
Bacteria; Firmic 


241812 Bacteria_ 


strain LMG 2142 
Proteobacteria; 


241812 Bacteria_ 


wieringae strain 
wieringae Bacter 


241812 Bacteria_ 


stercorarium sub 


Clostridiaceae; 


241812 Bacteria_ 


norvegica strain 
Bacteria; Proteo 
Thermodesulforha 


241812 Bacteria_ 


ATcC 35205 16S r 
Firmicutes; Clos 


241812 Bacteria_ 


strain L532 16S 
Firmicutes; Lact 


241812 Bacteria_ 


strain KPA 16S r 
Firmicutes; Lact 


241812 Bacteria_ 


sanfranciscensis 
sanfranciscensis 


241812 Bacteria_ 


16S 385852 385814 4 42 
bosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 446056 446018 4 42 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


gi 


16S 504304 504263 1 42 gi 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
16S 796551 796446 15 118 gi 
n P3a 16S ribosomal RNA, partial seque 
pirae; Nitrospirales; Nitrospiraceae; L 
16S 2013865 2013811 3 57 gi 
in ATCC 33883 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobacte 
16S 2794129 2794087 6 48 gi 
in ATCC9650 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostrid 
16S 2867297 2867256 1 42 gi 
ATCC 27130 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


, 


16S 3107052 3106962 15 105 gi 
Alphaproteobacteria; Rhizobiales; Phyll 
16S 3235743 3235693 14 64 gi 
n JW265 16S ribosomal RNA, partial sequ 
utes; Clostridia; Clostridiales; Syntro 
16S 3262864 3262823 1 42 gi 
a 
Alphaproteobacteria; Sphingomonadales; 
16S 3284087 3284014 14 87 gi 
DSM 1911 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridial 
16S 3582809 3582759 14 64 gi 
sp. thermolacticum strain TX41 16S ribo 


Clostridium. 

16S 3777537 3777495 17 59 gi 
A8444 16S ribosomal RNA, partial seque 
bacteria; Deltaproteobacteria; Syntroph 
bdus. 

16S 3830654 3830604 14 64 
ibosomal RNA, partial sequence 

tridia; Clostridiales; Heliobacteriacea 
16S 18014 17969 1 46 gi 
ribosomal RNA, partial sequence 
obacillales; Lactobacillaceae; 

16S 95197 95152 1 46 
ibosomal RNA, complete sequence 
obacillales; Lactobacillaceae; Lactobac 
16S 165420 165375 1 46 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
16S 183598 183557 1 42 gi 


gi 


Lactobac 
gi 


16478 


93645 


quence 
eria; 


eria; 


nce 


al 
ria; 


s 


iales; 


eq 


ob 


en 
ph 


Sp 
quence 
es 


v 


so 


nc 
ob 


e 


e; 


illus. 


illus. 


265678798 
384340 38587 
seudomonad 
265678758 


Pseu 


265678716 
sequence 
Rhod 


265678515 
79504 
eptospiril 
219878187 
sequenc 
Rhodo 
219857121 
equence 
Clo 
219856880 
uence 
Alteromon 


219846851 
16S ribosomal RNA, partial sequence 3105629 31070 
acteriac 
219846764 
ce 32342 
omonadac 
219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
hingomon 
219846732 


Eubact 
219846521 
mal RNA, 


219846379 
37759 
acterale 


219846342 
3829173 38306 
Helioba 
265679052 
18031 


265679000 
95214 


265678953 
sequence 
Lactobaci 

265678941 


strain 6VI 16S ri 


bosomal RNA, partial sequence 


182124 18361 


Firmicutes; Clos 


241812 Bacteria_ 


lavamentivorans 
lavamentivorans 
Parvibaculum. 


241812 Bacteria_ 


asymbiotica subs 


Enterobacteriale 


241812 Bacteria_ 


gastricus strain 
gastricus Bacter 


241812 Bacteria_ 


kalixensis strai 
kalixensis Bacte 


tridia; Clostridiales; Clostridiaceae; 
16S 382755 382678 4 81 gi 
strain DS-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteoba 


16S 
Pp 


401197 401156 1 42 


gi 


Ss; Enterobacteriaceae; 
16S 413656 413611 1 
Kx156A7 16S ribosomal RNA, 
ia; Firmicutes; 


Photorhabdus. 

46 gi 
complete se 
Lactobacillales; Lactob 
16S 415260 415219 1 42 gi 
n Kx127A2 16S ribosomal RNA, complete s 
ria; Firmicutes; Lactobacillales; 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


Clostridiu 
265678800 
sequence 
cteria; Rh 


265678788 


265678779 
quence 
acillaceae 


ref|NR_029103.1 
0 Pseudomonas lu 
aceae; Pseudomon 
ref|NR_029063.1 

444544 446074 
domonadales; Pse 


ref|NR_029021.1 
502862 504310 
obacterales; Rho 


ref|NR_028818.1 
0 796555 Leptos 
lum. 
ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref|NR_024699.1 

2865789 286730 
adales; Alteromo 


ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026338.1 
78 Sphingomonas t 
adaceae; Sphingo: 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref|NR_026113.1 
partial sequenc 


ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref |NR_025932.1 
84 Heliobacterium 
cterium. 
ref |NR_029360.1 

Lactobacillus 


ref |NR_029308.1 
Lactobacillus 


ref|NR_029261.1 

163866 165437 
llaceae; Lactoba 
ref |NR_029249.1 
2 Clostridium ir 
m. 
ref|NR_029105.1 

381306 382756 
izobiales; Phyll 


ref 
rtia 


NR_029093.1 
1 sequence 


ref |NR_029084.1 
412124 413673 
; Lactobacillus 


265678778 
equence 


Lactobacillaceae; 


ref|NR_029083.1 
413724 415278 
Lactobacillus. 


Pseudomonas lutea 
tea Bacteria; 


as. 


Pseudomonas 
Pseudomonas 


udomonadaceae; 


Loktanella 
Loktanella 


dobacteraceae; 


Leptospirillum 


pirillum ferriphilum 


Hyphomonas 


4 Hyphomonas 
omonadaceae; 


Hyphomonas. 
Clostridium 


8 Clostridium 
stridium. 


Marinobacterium 


5 Marinobacterium 
nadaceae; 


Aquamicrobium defluvii 
defluvii Bacteria; 


um. 


Thermosyntropha 


syntropha lipolytica 
opha. 


Sphingomonas trueperi 
rueperi Bacteria; 


monas . 


Acetobacterium 


4 Acetobacterium 
acterium. 


Clostridium 


e 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Thermodesulforhabdus 


desulforhabdus norvegica 
eraceae; 


Heliobacterium chlorum 
chlorum Bacteria; 


Lactobacillus perolens 


perolens Bacteria; 


Lactobacillus lindneri 
lindneri Bacteria; 


Lactobacillus 
Lactobacillus 


cillus. 


Clostridium irregulare 
regulare Bacteria; 


Parvibaculum 
Parvibaculum 


obacteriaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 


241812 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


241812 Bacteria_16S 
luminescens subsp. 


luminescens subsp 
Enterobacteriacea 


241812 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


241812 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


241812 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


241812 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


241812 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; 
cloacae complex. 


241812 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


241812 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


241812 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


241812 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


241812 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


241812 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


241812 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


241812 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


241812 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


241812 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


241812 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


241812 Bacteria_16S 
6S ribosomal RNA, partial sequence 1476987 14785 


strain LTH 5753 1 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain USDA 9030 
Proteobacteria; A 


241812 Bacteria_16S 


G 


Photorhabdus luminescens subsp. 


517929 517888 1 42 gi 
thracensis strain 39-8 16S ribosomal 


osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
551634 551589 1 46 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
612060 612015 1 46 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
633337 633288 14 63 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
663632 663591 1 42 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


689409 689320 16 105 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
692517 692476 1 42 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


722600 722559 1 42 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
724186 724145 1 42 gi 
laumondii strain TTO1 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 


725770 725729 1 42 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


755196 755155 1 42 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
987856 987815 1 42 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1288993 1288948 1 46 gi 


Weissella. 
1305541 1305496 1 46 
ribosomal RNA, partial sequence 


gi 


tes; Clostridia; Thermoanaerobacterales; Thermoa 
losiruptor. 

1325449 1325404 1 46 gi| 219878140 
7R1B strain 16S ribosomal RNA, partial sequence 
7R1B Bacteria; Firmicutes; Clostridia; Thermoana 
tae Sedis; Caldicellulosiruptor. 

1416043 1416006 3 40 gi| 224581448 
6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; Pseudomonad 

1478509 1478464 1 46 gi| 219878440 


Lactobac 
gi 


bacillales; Lactobacillaceae; 


1504143 1504102 1 42 


lphaproteobacteria; Rhizobiales; Rhizo 
1634479 1634438 1 42 gi 


; Enterobacteriaceae; Photorhabdus. 
519494 519453 1 42 gi| 265678706 
kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 
e; Photorhabdus. 
537794 537753 1 42 gi| 265678694 


536318 53780 


631874 63335 


662137 66364 


721087 72261 


1287447 1289004 Weiss 


1304017 13055 


16S ribosomal RNA, partial sequence 1502684 15041 


265678707 
RNA, comp 


tiliaceae; 
265678685 
quence 
ctobacilla 
265678644 
equence 
acillaceae 
265678629 


Acetobacte 
265678607 


Enterobac 


265678590 
equence 
ria; Desul 
265678588 
sequence 
ia; Entero 


265678567 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


265678543 
ence 75371 
cteriales; 
265678386 

98633 
cteriales; 
219846052 


219846460 


illus. 
219846475 


biaceae; R 
219878454 


hizo 


ref 
lete 


NR_029012.1 
sequence 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029011.1] Photorhabdus 

sequence 517982 519496 Photorhabdus 
cteria; Enterobacteriales; 
ref|NR_028999.1| Caminibacter profundus 


2 Caminibacter 
Caminibacter. 


profundus Bacteria; 


ref|NR_028990.1| Lactobacillus 

550095 551652 Lactobacillus 
ceae; Lactobacillus. 
ref|NR_028949.1| Lactobacillus 

610536 612079 Lactobacillus 
; Lactobacillus. 
ref|NR_028934.1| Acetobacterium tundrae 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref|NR_028912.1] Enterobacter cloacae 
7 Enterobacter cloacae Bacteria; 
teriaceae; Enterobacter; Enterobacter 
ref|NR_028895.1| Desulfobacterium 

687908 689408 Desulfobacterium 
fobacterales; Desulfobulbaceae. 
ref |NR_028893.1| Buttiauxella 

691014 692520 Buttiauxella 
bacteriales; Enterobacteriaceae; 
ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 
ref|NR_028870.1] Photorhabdus 
al sequence 722663 724202 


ref 
ial 


NR_028869.1 
sequence 


ref |NR_028847.1 
9 755211 Cardi 
Cardiobacteria 
ref|NR_028688.1 
6 987865 Citro 
Enterobacteria 
ref |NR_025642.1 
ella soli Bacte 


ref|NR_026051.1 
55 Caldicellulos 
naerobacterales 


ref|NR_025279.1 
1323941 13254 
erobacterales; 


ref |NR_027230.1 


Oo. 
Cc 


b 
c 


xr 


4 
T 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Cardiobacterium 

bacterium valvarum 

eae; Cardiobacterium. 
Citrobacter murliniae 

acter murliniae 

eae; Citrobacter. 
Weissella soli strain 

ia; Firmicutes; 


Caldicellulosiruptor 
iruptor owensensis OL 
Family III. Incertae 


Caldicellulosiruptor 
8 Caldicellulosiruptor 


hermoanaerobacterales 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


aceae; Pseudomo 
ref|NR_025579.1 
22 Lactobacillus 


ref |NR_026067.1 
57 Rhizobium tro 
bium/Agroba 
NR_025593.1 


ref 


litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 


n 


Cc 


as. 
Lactobacillus spicheri 
spicheri Bacteria; 


Rhizobium tropici 

pici Bacteria; 

terium group; Rhizobium. 
Oceanisphaera 


1632974 1634479 Oceanisphaera 


241812 Bacteria_16S 
strain 525 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
241812 Bacteria_16S 1944948 1944907 1 42 gi| 219878232 
strain TMW 1.666 16S ribosomal RNA, complete sequence 19433 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
241812 Bacteria_16S 1964739 1964698 1 42 gi| 219878219 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequen 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydro 
Thiobacillus. 

241812 Bacteria_16S 1995436 1995395 1 42 gi| 219878199 


strain DSM 12358 


Proteobacteria; G 


241812 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


ria; 


241812 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


241812 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


241812 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


a; 


241812 Bacteria_16S 


issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 


241812 Bacteria_16S 


flavipulchra stra 
flavipulchra Bact 


Pseudoalteromonas. 


eria; 


241812 Bacteria_16S 


strain ATCC49733 


Proteobacteria; G 


241812 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


tes; 


241812 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


241812 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


tes; 


241812 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


241812 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


241812 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


rain 


241812 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


241812 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


tes; 


241812 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


241812 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


241812 Bacteria_16S 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 


Firmicutes; 


Clostridia; 


LMG 21017 16S ribosomal RNA, 
Firmicutes; 


teria; 


16S ribosomal RNA, 


in MMB1 16S ribosomal RNA, 
1 Bacteria; 


cteria; 


1770022 1769981 1 42 


16S ribosomal RNA, partial sequence 1993927 19954 
ammaproteobacteria; Enterobacteriales; 


2009292 2009251 1 42 


n DSM 9390 16S ribosomal RNA, partial 
Gammaproteobacter 


Proteobacteria; 


2010851 2010810 1 42 


6S ribosomal RNA, partial sequence 2009346 20108 
ammaproteobacteria; Enterobacteriales; 


2190057 2190016 1 42 


6S ribosomal RNA, partial sequence 2188558 21900 
ammaproteobacteria; Alteromonadales; 


2197626 2197581 1 46 
c 
Lactobacillales 


2273759 2273718 1 42 


ain KMM 3549 16S ribosomal RNA, partia 
Gammaproteobact 


Proteobacteria; 


2291954 2291913 1 42 


in NCIMB2033 16S ribosomal RNA, partia 


Proteobacteria; Gammapro 


2364562 2364521 1 42 


16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pa 


2388804 2388759 1 46 


n KBl 16S ribosomal RNA, partial seque 


Thermoanaerob 
42 


Clostridia; 
2440507 2440466 1 


ain Z-0021 16S ribosomal RNA, 
teria; 


Proteobacteria; Gammapr 
2466317 2466272 1 46 
complete 
Lactobac 

42 


Lactobacillales; 
2587210 2587169 1 


Proteobacteria; 


2636356 2636315 1 42 


8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


2674150 2674105 1 46 
OND 32 16S ribosomal RNA, 
Firmicutes; Lactobacil 
2856499 2856458 1 42 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


3002933 3002852 14 95 


n BT2 16S ribosomal RNA, partial seque 


Bacillales; Paenibacillac 
3026961 3026920 1 42 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 


3241834 32417937 48 


ibosomal RNA, partial sequence 
ridia; 


Clostrid 
63 


Clostridiales; 
3276497 3276448 14 


Clostridiales; 


complete se 
Gammaprote 


gi|219878358 
1768558 17700 


Enterobac 
219878190 
sequence 


ia; Entero 


gi 


gi| 219878189 
Enterobac 
gi| 219857606 
hewanellac 
219857601 
sequence 

acillaceae 
219857551 
1 sequence 
eria; Alte 


Ss 
gi 

omplete 

Lactob 


gi 


v 


219857538 
1 sequence 
ria; Alter 


gi 
teobacte 


gi|]219857485 
steurellac 
219857468 
nce 23873 
s; Thermoa 
219857428 
sequence 
eria; Meth 


gi 


acterale 
gi 

complete 

oteobact 


219857406 
24647 
; Lactobac 
219857277 
quence 
obacteria; 
219857234 
26348 
cteriales; 
219857207 
e sequence 
actobacill 
219856887 
28549 
Enterobac 
219846922 
nce 30014 
vibacillus 
219846906 
30255 
terales; C 
gi|219846760 
3240430 32418 
iaceae; Thermobrac 


gi 
sequence 
illaceae 


gi 


gi 


gi 
complet 
lales; L 


gi 


gi 


Bre 
gi 


eae; 


ref|NR_025497.1| Nautilia lithotrophica 
21 Nautilia lithotrophica Bacteria; 
Nautilia. 

ref|NR_025371.1| Lactobacillus frumenti 
98 1944958 Lactobacillus frumenti 

illus. 

ref |NR_025358.1| Thiobacillus 

ce 1963237 1964746 Thiobacillus 
genophilales; Hydrogenophilaceae; 
ref|NR_025338.1| Serratia entomophila 


42 Serratia entomophila Bacteria; 

teriaceae; Serratia. 

ref|NR_025329.1| Buttiauxella 
2007792 2009295 Buttiauxella 

bacteriales; Enterobacteriaceae; 

ref|NR_025328.1| Buttiauxella brennerae 

50 Buttiauxella brennerae Bacteria; 

teriaceae; Buttiauxella. 

ref|NR_025195.1| Shewanella fidelis 

57 Shewanella fidelis Bacteria; 

eae; Shewanella 

ref|NR_025189.1 
2196082 219764 

ctobacillus 


Lactobacillus 
0 Lactobacillus 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


romonadales 


ref|NR_025126.1 
2290487 229196 
omonadales; Pseu 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


ref|NR_025073.1| Haemophilus felis 
76 Haemophilus felis Bacteria; 
eae. 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_025016.1 
2438995 244052 
ylococcales; Met 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


, 


Lactobacillus mucosae 
acillus mucosae 


ref|NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_026514.1 
33 3002946 Brevib 
ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Lactobacillus 
4 Lactobacillus 
llus. 
Pseudomonas flectens 
monas flectens Bacteria; 


Brevibacillus 
acillus thermoruber 


Phenylobacterium 
obacterium immobile 

; Phenylobacterium. 
ref |NR_026352.1| Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
hium. 


Acetobacterium bakii 


gi| 219846737 


ref|NR_026329.1 


Eubacteriaceae; Acetobacterium. 


241812 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
241812 Bacteria_16S 
strain Karp 16S r 


241812 Bacteria_16S 


HDS1-1 16S ribosomal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


Gammaproteobacter 
241812 Bacteria_16S 
aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas. 
241812 Bacteria_16S 
strain 50-1 BON 1 


3279525 3279476 14 


DSM 8237 16S ribosomal RNA, partial se 
Clostridia; 


Firmicutes; 
3935706 3935661 3 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


4047513 4047472 1 


4053444 4053403 1 


3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


4077577 4077504 14 


6S ribosomal RNA, partial sequence 4076074 40 


63 gi|219846735|ref|NR_026327.1| Acetobacterium 
quence 3278074 3279532 Acetobacterium 
Clostridiales; Eubacteriaceae; Acetobacterium. 
48 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
3934247 3935705 Orientia tsutsugamushi Bacteria; 
kettsiaceae; Rickettsieae; Orientia. 
42 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 


4045996 4047515 Vibri 


o ezurae Bacteri 


a; Proteobacteria; 


42 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
nce 4051928 4053458 Pseudoalteromonas aliena 
nadales; Pseudoalteromonadaceae; 
87 gi|219846168|ref|NR_025758.1| Mahella australiensis 
77604 Mahella australiensis Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacte 
Mahella. 
241812 Bacteria_16S 4104738 4104697 1 42 gi| 219846150 


HT 
Gammaproteobacter 
241812 Bacteria_16S 
strain KMM 3823 1 
Proteobacteria; G 
241812 Bacteria_16S 
translucida strai 
translucida Bacte 
Pseudoalteromonas 
241812 Bacteria_16S 
paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas. 
241812 Bacteria_16S 
strain Kl 16S rib 
Proteobacteria; D 
241812 Bacteria_16S 
strain LMG 18106 

Proteobacteria; B 
241812 Bacteria_16S 
strain LMG 16407 

Proteobacteria; B 
241812 Bacteria_16S 
strain LSv21 16S 

Proteobacteria; D 
241812 Bacteria_16S 
elyakovii strain 

elyakovii Bacteri 
Pseudoalteromonas 
241812 Bacteria_16S 
strain DAPP-PG 22 


241812 Bacteria_16S 
americanum strain 
americanum Bacter 
Sinorhizobium/Ens 
241812 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 
Loktanella. 

241812 Bacteria_16S 
strain R-8904 16S 


241812 Bacteria_16S 
strain NF11 16S r 
Proteobacteria; G 
241812 Bacteria_16S 
strain NF23 16S r 
Proteobacteria; G 
241812 Bacteria_16S 
strain LMG 1746 1 


241812 Bacteria_16S 


osomal RNA, partial 
eltaproteobacteria; 


2-1 16S ribosomal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


4179882 4179841 1 


4214710 4214669 1 


n KMM 520 16S ribosomal RNA, partial s 
ria; 


Proteobacteria; 


4216265 42162241 


ain KMM 3548 16S ribosomal RNA, partia 
teria; 


Proteobacteria; 


860597 860553 15 


895268 895232 6 


896803 896767 6 


923199 923147 21 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


938589 938549 2 


1078968 1078932 6 


4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


1581061 1581025 6 


CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
ifer group; 


1613209 1613173 6 


in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1712259 1712223 6 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


1723001 1722965 6 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 


1724542 1724506 6 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 


1750361 1750325 6 


1751853 1751817 6 


sequence 
Desulfuromonadales 


Sinorhizobium. 


4103238 4104753 Vibri 


42 gi| 219846094 


6S ribosomal RNA, partial sequence 4178357 41798 
ammaproteobacteria; Alteromonadales; 


Shewanellac 

42 gi|219846065 
equence 

Gammaproteobacteria; Altero 

42 gi|219846064 


1 sequence 
Gammaproteobacteria; Alte 
59 gi| 265678472 
859076 86059 

; Geobacte 


42 265678448 


gi 


16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Bu 


rkholderia 


42 265678447 


gi 


16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Bu 


rkholderia 

73 gi| 265678430 
921679 92319 
Desulfoba 

42 gi|265678420 


KMM 162 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria 


; Alteromo 

42 gi| 265678324 

10775 

Sphingomonadales; Sphingomon 

42 gi| 219878491 
sequence 

a; Rhizobi 

42 gi| 219878468 

1 sequence 

ria; Rhodo 

42 gi| 219878400 

1710844 17122 


dobacter 
gi| 219878393 
1721510 17230 
axellace 
gi|219878392 
1723051 17245 
axellace 
219878374 


42 


42 


42 gi 


6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


Acetobacte 


rales Family IV. 


ref 
oO ga 


NR_025740.1 
llicus Bacte 
ref|NR_025684.1 
eae; Shewanella. 
ref|NR_025655.1 


4213214 421471 
monadales; Pseu 


ref|NR_025654.1 

4214764 421626 
romonadales; Pse 
ref|NR_028775.1 


race 
ref 


ae; Geobacte 
NR_028750.1 
; Pandoraea 
NR_028749.1 


ceae 
ref 


ceae; Pandoraea 
ref|NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_028722.1 

937095 938588 
nadales; Pseudoa 


ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


v 


ref|NR_025607.1 

1611794 161320 
bacterales; Rhod 
ref|NR_025539.1 
aceae; Loktanell 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025513.1 


raceae; Acetobac 


42 gi|219878373 


Incertae Sedis; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Pseudoalteromonas 
3 Pseudoalteromonas 


doalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


Es 
Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Pseudoalteromonas 

Pseudoalteromonas 
1lteromonadaceae; 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Psychrobacter 
luti Bacteria; 
r. 

Psychrobacter 
fozii Bacteria; 
ry 

Acetobacter malorum 


luti 


fozii 


60 Acetobacter malorum Bacteria; 


ter. 


ref|NR_025512.1 


Acetobacter cerevisiae 


strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 


241812 Bacteria_ 


strain LMG 209 
Proteobacteria; 


241812 Bacteria_ 


azoreducens stra 
Bacteria; Firmic 


241812 Bacteria_ 


phenolica strain 
Bacteria; Proteo 


241812 Bacteria_ 


zeaxanthinifacie 
zeaxanthinifacie 
Paracoccus. 


241812 Bacteria_ 


strain BG29 16S 
Firmicutes; Clos 


241812 Bacteria_ 


okhotskensis str 
okhotskensis Bac 
Psychrobacter. 


241812 Bacteria_ 


alcaliphila stra 
alcaliphila Bact 
Pseudomonas. 


241812 Bacteria_ 


multipotens stra 
Bacteria; Proteo 


241812 Bacteria_ 


propionica strai 
Bacteria; Proteo 


241812 Bacteria_ 


kamchatkensis st 
kamchatkensis Ba 
Desulfurella. 


241812 Bacteria_ 


acetivorans stra 
Bacteria; Proteo 


241812 Bacteria_ 


strain LMG 7837 
Proteobacteria; 
Sinorhizobium. 


241812 Bacteria_ 


strain C-1 16S r 
Proteobacteria; 


241812 Bacteria_ 


strain 62 16S ri 
Proteobacteria; 


241812 Bacteria_ 


proteoclasticum 
proteoclasticum 


241812 Bacteria_ 


strain Kol5a 16S 
Aquificae; Aquif 


241812 Bacteria_ 


strain Illinois 
Proteobacteria; 


241812 Bacteria_ 


xylanilyticus st 
xylanilyticus Ba 


241812 Bacteria_ 


azotocaptans str 
azotocaptans Bac 
Gluconacetobacte 


241812 Bacteria_ 


koreensis strain 
Bacteria; Firmic 


241812 Bacteria_ 


singaporensis st 
singaporensis Ba 
Desulforhopalus. 


241812 Bacteria_ 


16S 1785080 1785044 6 42 gi 
69 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 1915861 1915785 19 95 gi 
in CM1 16S ribosomal RNA, partial seque 
utes; Bacillales; Paenibacillaceae; Pae 
16S 1976723 1976667 16 72 gi 
PhOl 16S ribosomal RNA, partial sequen 
bacteria; Deltaproteobacteria; Desulfob 
16S 2159598 2159562 6 42 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


n 
n 


16S 2338643 2338587 8 64 
ribosomal RNA, partial sequence 
tridia; Clostridiales; Heliobacteriacea 
16S 2716058 2716022 6 42 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


gi 


a 
t 


16S 2816749 2816713 6 42 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


i 
e 
16S 3079979 3079939 1 41 gi 
in RH-8 16S ribosomal RNA, partial sequ 
bacteria; Deltaproteobacteria; Desulfur 
16S 3081555 3081515 1 41 gi 
n U-8 16S ribosomal RNA, partial sequen 
bacteria; Deltaproteobacteria; Desulfur 
16S 3083131 3083091 1 41 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


r 
Cc 


16S 3589052 3589012 1 41 gi 
in A63 16S ribosomal RNA, partial seque 
bacteria; Deltaproteobacteria; Desulfur 
16S 3604433 3604397 6 42 gi 
1 


Alphaproteobacteria; Rhizobiales; Rhizo 


16S 3836534 3836498 6 42 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 3838064 3838028 6 42 gi 
bosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 272190 272151 3 42 gi 
strain B316 16S ribosomal RNA, complete 
Bacteria; Firmicutes; Clostridia; Clost 
16S 291963 291924 3 42 gi 
ribosomal RNA, partial sequence 
icales; Aquificaceae; Aquifex. 
16S 307122 307075 1 48 
1 
Alphaproteobacteria; Rickettsiales; Ana 
16S 376618 376551 14 81 gi 
rain XIL14 16S ribosomal RNA, complete 
cteria; Firmicutes; Bacillales; Paeniba 
16S 872758 872723 7 42 gi 
ain CFN-Ca54 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacte 
r. 
16S 899952 899885 14 81 gi 
Y¥C300 16S ribosomal RNA, partial seque 
utes; Bacillales; Paenibacillaceae; Pae 
16S 907666 907611 4 59 gi 
rain S'pore Tl 16S ribosomal RNA, parti 
cteria; Proteobacteria; Deltaproteobact 


gi 


gi 


2337153 23386 


6S ribosomal RNA, partial sequence 3602996 36044 


3835060 38365 


3836584 38380 


290399 29196 


6S ribosomal RNA, partial sequence 305640 30713 


219878347 

17835 
Halomonad 
219878252 
nce 19143 


219878211 
ce 19752 
acterales; 
219857629 
partial s 
obacteria; 


219857503 


e; Helioba 
219857178 
uence 
ria; Pseud 
219856913 
equence 

ia; Pseudo 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 
equence 

eria; Desu 


219846517 
nce 35875 
ellales; D 
219846504 
bi 


aceae; S 


219846338 


Halomonad 
219846337 


Halomonad 
265678879 
sequence 
ridiales; 
265678866 


265678856 


plasmatace 
265678804 
sequence 

cillaceae; 
265678464 
sequence 
ria; Rhodo 


265678445 
nce 89842 


265678440 
al sequenc 
eria; Desu 


16S 1064196 1064113 14 95 gi 


nibacillus. 


nibacillus. 


ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025391.1 
61 1915860 Paenib 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025218.1 
equence 215819 
Rhodobacterale 
ref|NR_025091.1 
cterium. 
ref |NR_024806.1 

2714566 271605 
omonadales; Mora: 


ref|NR_024734.1 
2815260 281674 
monadales; Pseud 


ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
NR_026459.1 
3 
ellales; Des 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref |NR_026096.1 
32 Sinorhizobium 


inorhizobium/Ens 


ref |NR_025928.1 


acea 
ref 


e; 
NR_025927.1 


aceae; Halomonas 
ref|NR_029185.1 

270671 272189 
Lachnospiraceae; 
ref|NR_029172.1 


ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029109.1 

375101 376646 
Paenibacillus. 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 


ref|NR_028747.1 
7 899962 Paenib 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


265678335 


acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


Ss; 


51 Heliobacterium 


4 


7 


8 


4 


ref |NR_028637.1 


Halomonas muralis 


nas muralis Bacteria; 


Paenibacillus 


acillus azoreducens 


Desulfobacula 


obacula phenolica 
eae; 


Desulfobacula. 
Paracoccus 

2159597 Paracoccus 
Rhodobacteraceae; 


Heliobacterium undosum 


undosum Bacteria; 


Psychrobacter 
Psychrobacter 


xellaceae; 


Pseudomonas 
Pseudomonas 


omonadaceae; 


Desulfurella 


urella multipotens 
Desulfurella. 


Desulfurella 


urella propionica 
Desulfurella. 


Desulfurella 
Desulfurella 


ulfurellaceae; 


Desulfurella 


urella acetivorans 
Desulfurella. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Halomonas halodurans 
33 Halomonas halodurans Bacteria; 
Halomonas. 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Clostridium 
Clostridium 


Butyrivibrio. 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Neorickettsia risticii 
risticii Bacteria; 
a. 


Paenibacillus 
Paenibacillus 


Gluconacetobacter 
Gluconacetobacter 


tobacteraceae; 


Paenibacillus 


acillus koreensis 


Desulforhopalus 
Desulforhopalus 


esulfobulbaceae; 


Alicyclobacillus 


1062699 1064231 Alicyclobacillus 


241812 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


241812 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


241812 Bacteria_16S 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


241812 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


241812 Bacteria_16S 


papyrosolvens DSM 
2782 Bacteria; Fi 


241812 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


241812 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


241812 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain DSM5578 16 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


241812 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


241812 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


241812 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


241812 Bacteria_16S 


campinasensis str 
campinasensis Bac 


241812 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


241812 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


241812 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


241812 Bacteria_16S 


DSM 
Firmicutes; 


10228 16S rib 
Clost 


241812 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


241812 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
241812 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


241812 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


241812 Bacteria_16S 


antarctica strain 


Clostridium stercorarium subsp. 


1089614 1089579 7 42 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1272493 1272407 20 105 gi 
1 RNA partial sequence 
ia; Desulfobacterales; 
1302424 1302385 7 


en 
na 


Desulfobacterac 
46 gi 


ea 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1369494 1369423 10 81 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1578037 1577970 14 81 gi 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 
1881119 1881052 14 81 gi 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
2326750 2326703 14 61 gi 
leptospartum strain ATCC 35414 16S 


Ss; 


en 


ib 


en 
lo 


ue 
le 


ps Pi 
lostridium. 

2405487 2405444 3 46 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
2419421 2419382 3 42 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420976 2420937 3 42 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2454252 2454177 20 95 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2531213 2531166 12 59 gi 


gi 
Lactobacil 
gi 


gi 


1 
ti 


ridia; Clostridiales; Clostridiaceae; Cl 
2570246 2570199 12 59 gi 
ain SPL77A 16S ribosomal RNA, partial 

teria; Firmicutes; Clostridia; Clostri 
2644121 2644055 14 81 gi 
ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 
2707185 2707118 14 81 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
3036163 3036116 12 59 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3135502 3135467 7 42 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3265893 3265846 12 59 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3323660 3323593 14 81 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

4027707 4027652 14 69 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


se 
di 


ue 
ci 


eq 


le 


cl 


ho 


cl 


al 
er 


eq 
ri 


265678317 


ce 10881 
dales; 


e; Desul 


219846639 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoa 


228718692 


ce 13679 
rionales 


219846510 


ce 15765 
stridiac 


219878279 


nce 


s; Veill 


219857512 


bosomal 


219857457 
2403965 24054 


lus. 


219857447 
2417916 24194 


219857446 
2419471 24209 


219857417 


sequence 
nomyceta 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 


ostridiu 


219857288 


quence 


ales; Cl 


219857229 


nce 
llaceae; 


219857184 


uence 


ostridiu 


219846832 
3134094 31355 


dobacter 


219846744 
3264433 32658 


ostridiu 


219846704 


sequenc 
obactera 


219846205 


uence 
a; Desul 


4079157 4079110 14 61 gi 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
11895 11861 1 35 gi 
rain 16910a 16S ribosomal RNA, complet 
cteria; Proteobacteria; Deltaproteobac 


ue 
le 


e 
te 


82993 82955 4 42 gi 
NF3 16S ribosomal RNA, partial sequence 


219846167 


nce 


s; Pepto 


265679056 


sequence 
ria; Des 


265679009 


81499 


P 
219846399 
1271016 1272493 Desul 


s Family 
219846899 
3034695 30361 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_025990.1 
fonema magnum Ba 
fonema. 
ref |NR_026231.1 
naerobacterales 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_026102.1 
77 1578067 Clostr 
eae; Clostridiu 
ref|NR_025418.1 

1879598 188113 
onellaceae; Prop 
ref|NR_025100.1 
RNA, partial seq 


ref|NR_025045.1 
86 Lactobacillus 


ref|NR_025035.1 


ref |NR_025034.1 


ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref|NR_024945.1 


m. 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_026491.1 


m. 

ref|NR_026424.1 

acea 
ref 


e; Paracoccu 
NR_026336.1 


m. 
ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


mM. 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Desulfonema magnum DSM 

cteria; Proteobacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 
Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Clostridium 

idium papyrosolvens DSM 


Propionispora 
1 Propionispora 
ionispora. 

Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Lactobacillus kimchii 
kimchii Bacteria; 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Clostridium 
8 Clostridium 
ostridium. 
Paenibacillus 
1 Paenibacillus 


Exiguobacterium 

1 Exiguobacterium 

edis; Exiguobacterium. 
Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 
Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


ref|NR_025795.1 
4026183 402770 
fobacterales; De 


ref|NR_025757.1 
4077655 407918 
coccaceae; Crypt 
ref|NR_029364.1 
10342 11910 
ulfovibrionales 


v 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


ref |NR_029317.1 
83011 Pseudo 


Pseudoalteromonas 
alteromonas antarctica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


241812 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


241812 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


241812 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


241812 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


241812 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


241812 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


241812 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


241812 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


241812 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


131874 131840 14 48 

ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
217538 217504 1 35 gi 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
329928 329882 54 100 gi 
strain JW/Z-1 16S ribosomal RNA, parti 


gi 


Bacteria; Firmicutes; Clostridia; Clos 
acter. 

333169 333135 14 48 gi 
a strain JW 701/3 16S ribosomal RNA, c 
a Bacteria; Firmicutes; Clostridia; Th 
oorella. 

435289 435251 4 42 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
548446 548408 4 42 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 
616726 616688 4 42 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
645703 645665 4 42 gi 
al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
764334 764296 4 42 gi 
ribosomal RNA, partial sequence 


gi 


265678975 


130392 13190 


ogenes. 
265678918 


216053 21755 


nctomyceta 
265678841 
al sequenc 
tridiales; 


265678839 
omplete se 


ermoanaero 


265678765 


433793 43528 


hewanellac 
265678687 
ial sequen 
cteria; Al 


265678641 


615203 61674 


onaceae; V 
265678621 


644174 645732 Vibri 


265678537 


762839 76433 


ammaproteobacteria; Alteromonadales; Alteromonad 


241812 Bacteria_16S 


893733 893697 6 42 


gi 


265678449 


strain LMG 18819 16S ribosomal RNA, partial sequence 892248 89373 


Proteobacteria; B 


241812 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


241812 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


241812 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


241812 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


241812 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


241812 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


241812 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


241812 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


241812 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 


Pseudoalteromonas. 


etaproteobacteria; Burkholderiales; Bu 
940129 940091 14 52 gi 
ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
966462 966424 4 42 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


1010835 1010797 4 42 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
1343781 1343743 4 42 gi 


gi 


rkholderia 
265678419 


938639 94015 


e; Heliore 
265678401 
1 sequence 
eobacteria 


265678371 


1009316 10108 


hewanellac 
228721107 


somal RNA, partial sequence 1342254 1343799 Ferri 


ammaproteobacteria; Alteromonadales; F 
1361926 1361880 15 61 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

1386131 1386093 4 42 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


, 


1413034 1412996 4 42 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1436078 1436028 14 64 gi 


gi 


n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1754955 1754917 4 42 gi 


n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


241812 Bacteria_16S 


1756515 1756477 4 42 


gi 


errimonada 
228719712 
ence 13604 
idimicrobi 
228716834 
equence 


eobacteria 


224581450 


1411537 14130 


seudoalter 
224581431 
ence 14345 
nibacillus 
219878370 
equence 

ia; Altero 


219878369 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 17565 


Proteobacteria; G 


241812 Bacteria_16S 
stellifer strain IS1 16S ribosomal RNA, partial sequence 
Paenibacillus. 


Bacteria; Firmicu 


ammaproteobacteria; Oceanospirillales; 
1801719 1801669 14 64 gi 
tes; 


Bacillales; Paenibacillaceae; 


Halomonad 
219878335 
18002 


ref |NR_029283.1 
2 Chrysiogenes 


Chrysiogenes arsenatis 
arsenatis Bacteria; 


ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 
ref|NR_029146.1| Sedimentibacter 

e 328486 329942 Sedimentibacter 
Clostridiales Family XI. Incertae 
ref|NR_029144.1] Moorella 

quence 331642 333194 Moorella 
bacterales; Thermoanaerobacteraceae; 
ref|NR_029070.1| Shewanella gaetbuli 
9 Shewanella gaetbuli Bacteria; 

eae; Shewanella. 

ref|NR_028992.1| Pseudoalteromonas 


ce 546976 54845 
teromonadales; 


8 
P 


Pseudoalteromonas 
seudoalteromonadaceae; 


ref|NR_028946.1| Vibrio agarivorans 
4 Vibrio agarivorans Bacteria; 

ibrio. 
ref |NR_028926.1 
o lentus Bacteri 


Vibrio lentus strain 
a; Proteobacteria; 


Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 

ref|NR_028751.1| Pandoraea sputorum 

2 Pandoraea sputorum Bacteria; 


ref|NR_028841.1 


ceae; Pandoraea. 
ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 
stis. 
ref|NR_028703.1| Salinivibrio costicola 
964933 966480 Salinivibrio costicola 
; Vibrionales; Vibrionaceae; 
ref|NR_028673.1| Shewanella algae 
53 Shewanella algae Bacteria; 
eae; Shewanella. 
ref|NR_027602.1| Ferrimonas balearica 
monas balearica DSM 9799 Bacteria; 
ceae; Ferrimonas. 
ref|NR_027584.1| Acidimicrobium 
61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 
ref|NR_027556.1] Shewanella 
1384632 1386131 Shewanella 
; Alteromonadales; Shewanellaceae; 
ref |NR_027234.1| Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 

omonadaceae; Algicola. 

ref|NR_027213.1| Paenibacillus 

76 1436085 Paenibacillus antarcticus 

ref|NR_025509.1 
1753455 175495 

monadales; Pseud 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas. 
ref|NR_025474.1| Paenibacillus 
19 1801737 Paenibacillus stellifer 


241812 Bacteria_16S 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 18827 
Clostridia; 
241812 Bacteria_16S 

strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 


Firmicutes; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
241812 Bacteria_16S 2048690 2048640 14 64 gi| 219878160 

strain KK19 16S ribosomal RNA, complete sequence 2047168 20487 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

241812 Bacteria_16S 2076197 2076127 11 81 gi| 219878139 

strain IBS 506 16S ribosomal RNA, partial sequence 2074760 20762 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 

241812 Bacteria_16S 2085450 2085380 11 81 gi| 219878133 

strain IBS 382 16S ribosomal RNA, partial sequence 2084014 20854 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 

241812 Bacteria_16S 2087003 2086969 8 42 gi| 219878132 

strain T9 16S ribosomal RNA, partial sequence 2085504 20870 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivor 
241812 Bacteria_16S 2093005 2092967 4 42 gi| 219878128 


strain 63 16S rib 
Proteobacteria; 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


241812 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


241812 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


241812 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


241812 Bacteria_16S 


strain IBS 193 16 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


241812 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


241812 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


241812 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


241812 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


241812 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


241812 Bacteria_16S 


strain N2 16S rib 


Proteobacteria; Alphapro 
241812 Bacteria_16S 


strain Nl 16S rib 


Proteobacteria; Alphapro 
241812 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


241812 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


241812 Bacteria_16S 


G 
241812 Bacteria_16S 


1882700 1882662 14 52 gi 


Clostridiales; Veillonellaceae; S 
1885855 1885817 14 52 gi 


osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2117390 2117352 4 42 gi 
DSM 6810 16S ribosomal RNA, partial sequ 


a; Proteobacteria; Gammaproteobacteria; 


he 


2153602 2153568 8 42 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacteri 
2226268 2226218 14 64 gi 
in AM141 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
2227829 2227779 14 64 gi 
AM49 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2297932 2297862 11 81 gi 
S ribosomal RNA, partial sequence 


qu 
il 


nc 
ni 


ne 
2413199 2413161 4 42 gi 
ain AML-D4 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


se 
er 


2414763 2414725 4 42 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2435941 2435879 1 63 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2508495 2508461 14 48 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2786717 2786667 14 64 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2996733 2996695 4 42 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3108516 3108482 8 42 gi 


gi 
et 


qu 
di 


ce 
id 
ia 
cl 


s 
ic 


219878278 


2091488 20930 


219857657 


219857633 
eq 


219857582 


219857581 


219857532 
2296489 22979 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


241812 Bacteria_16S 219857452 


219857451 
2413261 24147 
219857431 
219857372 
219857126 


219846926 


219846850 


osomal RNA, complete sequence 3107102 31085 
teobacteria; Rhodobacterales; Rhodobacter 
3109981 3109947 8 42 gi|219846849 


wanellac 
ence 


Alteromo 


uence 
a; Rhodo 


ence 
laceae; 


e 22263 
bacillus 


llaceae; 


quence 
ia; Meth 


hylococec 


ence 
ales; Cl 
25070 
iaceae; 


1 sequen 
obacilla 


equence 


aceae; H 


osomal RNA, complete sequence 3108566 31099 
teobacteria; Rhodobacterales; Rhodobacter 
3117630 3117592 4 42 gi|219846844 
star-1 16S ribosomal RNA, partial sequence 

ia; Proteobacteria; Gammaproteobacteria; Alterom 
3175057 3175023 14 48 gi| 219846805 

A3 16S ribosomal RNA, partial sequence 31735 
tes; Clostridia; Thermoanaerobacterales; Thermoa 
3247930 3247896 14 48 gi|219846756 


ref|NR_025417.1 


ref|NR_025415.1 


ref |NR_025299.1 


07 Paenibacillus 
ref|NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


tonella. 
NR_025271.1 


Bar 
ref 


acac 
ref 


eae; Alcaniv 
NR_025267.1 


Shewanella. 
NR_025246.1 
115900 211739 
nadales; Altero 


eae; 
ref 


ND 


ref|NR_025222.1 
2152193 215360 
bacterales; Rhod 


ref|NR_025170.1 

2224766 222627 
Paenibacillus. 
ref|NR_025169.1 
29 2227839 Paenib 


ref|NR_025120.1 
Bartonella. 
ref|NR_025040.1 
2411699 241321 
ylococcales; Met 
ref|NR_025039.1 
aceae; Methylosa 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacte 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_026518.1 

2995219 299673 
ydrogenobacter. 
ref|NR_026442.1 


acea 
ref 


e; Rhodovulwu 
NR_026441.1 
aceae; Rhodovulu 
ref|NR_026436.1 

3116131 311762 
onadales; Psychr 


ref |NR_026397.1 
65 3175071 Thermo 
naerobacteracea 


aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 


aeronauticum Bact 


eria; Firmicutes; Clostridia; Clostridia 


les; Pep 


r. 


e: 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 
poromusa. 
219878276 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 


Microbulbifer 
0 Microbulbifer 


monadaceae; 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 

Clostridium 
3 Clostridium 
ostridium. 
Thermohalobacter 
halobacter berrensis 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Hydrogenobacter 
2 Hydrogenobacter 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Psychromonas 

9 Psychromonas 

omonadaceae; 


Thermoanaerobacter 
anaerobacter mathranii 


; Thermoanaerobacter. 


ref|NR_026348.1 
3246473 324794 
tococcaceae; Des 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 


241812 Bacteria_16S 
strain DSM 1030 1 
Firmicutes; Clost 
241812 Bacteria_16S 
strain DSM 6736 1 
Firmicutes; Clost 
241812 Bacteria_16S 
strain DSM 286 16 
Firmicutes; Clost 
241812 Bacteria_16S 
strain F9251 16S 


ridia; 


ridia; 


3285612 3285539 14 


Clostridiales; 
3529487 3529441 13 


Clostridiales; 
3533967 3533892 6 


Clostridiales; 
3894663 3894593 11 


87 


59 


81 


S ribosomal RNA, partial sequence 
ridia; 


81 


ribosomal RNA, partial sequence 


gi 


6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


gi 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


gi 


gi 


3893217 38946 


3532506 35339 
Clostridiaceae; 


219846731 


Acetobacte 
219846557 


Clostridiu 
219846554 


Sarcina. 
219846299 


ref |NR_026323.1 
rium. 
ref|NR_026149.1 


mM. 


ref|NR_026146.1 


ref|NR_025889.1 
82 Bartonella el 


Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bartonella elizabethae 
izabethae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

241812 Bacteria_16S 3977022 3976949 6 79 gi|219846241|ref|NR_025831.1| Mycoplana bullata 

strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

241812 Bacteria_16S 4003543 4003505 4 42 gi|219846223|ref|NR_025813.1| Photobacterium 

lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 

Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

241812 Bacteria_16S 4029255 4029217 4 42 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 

strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

241812 Bacteria_16S 4030805 4030767 4 42 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 

strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

241812 Bacteria_16S 4057918 4057880 4 42 gi|219846182|ref|NR_025772.1| Microbulbifer 

maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 

Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

241812 Bacteria_16S 4106284 4106234 14 64 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 

strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 

Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

241812 Bacteria_16S 30297 30256 1 42 gi|265679044|ref|NR_029352.1| Lactobacillus 

amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 

amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

241812 Bacteria_16S 198923 198886 1 38 gi|265678931|ref|NR_029239.1| Clostridium 

chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 

chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

241812 Bacteria_16S 270621 270576 15 60 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 

polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

241812 Bacteria_16S 358606 358566 1 42 gi|265678816|ref|NR_029121.1]| Loktanella 

hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 

hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Loktanella. 

241812 Bacteria_16S 372095 372010 20 105 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 

denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 

denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Pseudovibrio. 

241812 Bacteria_16S 788953 788916 5 42 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 


strain M39 16S ribosomal RNA, partial sequence 


Proteobacteria; 
241812 Bacteria_16S 
moniliformis DSM 
DSM 12112 Bacteria; 
241812 Bacteria_16S 


Fusobacteria; 


1157636 1157603 14 


1255838 1255757 14 


787469 78896 
Gammaproteobacteria; Thiotrichales; Pis 


12112 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


limnophilus strain DSM 6472 16S ribosomal RNA, partial 


limnophilus Bacteria; 
241812 Bacteria_16S 

strain LB37 16S r 
Fusobacteria; Fus 
241812 Bacteria_16S 
strain 3S-1 16S r 
Firmicutes; Bacil 
241812 Bacteria_16S 
proteus strain 42 
Bacteria; Proteob 
241812 Bacteria_16S 


Firmicutes; 


lales; 


Bacillales; 
1567421 1567352 14 


1871954 1871921 14 
Bacillaceae; 


2001586 2001549 5 


2050253 2050216 14 


ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
ibosomal RNA, partial sequence 

Geobacillus. 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 


burkinensis strain DSM 6283 16S ribosomal RNA, partial 


burkinensis Bacteria; 
241812 Bacteria_16S 


Firmicutes; 


Clostridia; 
2109745 2109696 14 


ciricketts 

47 gi|228721492 

11561 

Fusobacteriace 

95 gi| 219857194 
sequence 

Paenibacillaceae; B 

83 gi| 219846058 

1565947 15674 

Leptotrichia. 

47 gi|219878287 

1870444 18719 

42 gi| 219878195 

20000 

51 gi| 219878159 
sequence 

Clostridiales; Veil 

63 gi| 219873437 


strain P-1 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


Clostridiales; 


2 Methylophaga 
iace 
ref|NR_027615.1 
ae; Streptobaci 
ref |NR_024822.1 
1254345 12558 
revibacillus. 
ref|NR_025648.1 
31 Leptotrichia 


ref |NR_025426.1 
75 Geobacillus v 


ref |NR_025334.1 


ref |NR_025298.1 


lonellaceae; 


ref|NR_026099.2 


4 


2048758 205026 
Anaeroarcus. 


alcalica Bacteria; 


ae; Methylophaga. 


Streptobacillus 


511157635 Streptobacillus moniliformis 
1 


lus. 
Brevibacillus 
5 Brevibacillus 


Leptotrichia shahii 
shahii Bacteria; 


Geobacillus vulcani 
ulcani Bacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 
Enterobacteriac 


eae; Obesumbacterium. 
Anaeroarcus 
3 Anaeroarcus 


Clostridium aldrichii 


2108290 2109771 Clostridium aldrichii Bacteria; 
Clostridium. 


Clostridiaceae; 


241812 Bacteria_16S 


strain H-8 16S ri 


2155081 2155048 9 42 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


241812 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


241812 Bacteria_16S 
rain DSM 3853 16S ribosomal RNA, parti 
Clostr 


acidaminophila st 
acidaminophila Ba 


241812 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


241812 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


241812 Bacteria_16S 
in DSM 2925 16S ribosomal RNA, partial 
Clostrid 


carbinolicum stra 
carbinolicum Bact 


241812 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


241812 Bacteria_16S 


strain UPM-Ca7 16 
Proteobacteria; A 


241812 Bacteria_16S 
cellulolyticus strain CD2 16S ribosomal RNA, partial se 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostr 
241812 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


241812 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


241812 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


241812 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


241812 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


241812 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


241812 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


241812 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


241812 Bacteria_16S 


modestum strain G 
modestum Bacteria 


241812 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


2259871 2259826 1 46 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2267647 2267614 14 47 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2567263 2567226 14 51 


gi 


gi 


cteria; Firmicutes; 
2961613 2961572 1 


Clostridia; 
42 gi 
ia; Alteromonadales; Colwelliaceae; 
3056029 3055992 10 47 gi 


cteria; Proteobacteria; 


3282563 3282514 14 63 gi 
Firmicutes; Clostridia; 
3320634 3320601 9 42 gi 
train AAP 16S ribosomal RNA, partial s 


acteria; Proteobacteria; 


eria; 


3801576 3801491 20 105 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 
3853185 3853136 14 63 gi 


gi 


4213164 4213131 14 47 
bosomal RNA, complete sequence 
lales; Bacillaceae; Geobacillus. 
4231399 4231334 22 87 gi 
ubsp. thermosyntrophicum strain TPO 16 


gi 


bosomal RNA, partial sequence 


154664 154632 14 46 
ribosomal RNA, partial sequence 


gi 


241812 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


2153652 21550 


Streptoc 


2266147 22676 


2960112 2961625 Colwe 
Co 


rain CreMall 16S ribosomal RNA, partia 
Betaproteobact 


Gammaproteoba 


3800153 38015 


4211641 42131 


ptococcaceae; Desulfotomaculum. 

22616 22584 14 46 gi| 265679049 
ibosomal RNA, partial sequence 21157 22626 
ridia; Clostridiales; Veillonellaceae; Propionis 

31857 31825 14 46 gi| 265679043 
S ribosomal RNA, partial sequence 30363 31864 
bacillales; Aerococcaceae; Facklamia. 

40695 40663 14 46 gi| 265679037 

F-2 16S ribosomal RNA, complete sequence 39179 
tes; Bacillales; Staphylococcus. 

53009 52977 14 46 gi| 265679029 
bosomal RNA, partial sequence 51487 53037 
bacillales; Enterococcaceae; Enterococcus. 

101362 101330 14 46 gi| 265678996 
ibosomal RNA, complete sequence 99832 10139 
lales; Bacillaceae; Halobacillus. 

150001 149957 1 45 gi| 265678963 


148511 15001 


153188 15467 


219857632 


Acetobacte 
219857560 
22583 
occus. 
219857555 


219857290 
al sequenc 
idiales; V 
219856816 


lwellia. 

219846885 
1 sequence 
eria; Rhod 


219846733 
sequence 
iales; Eub 
219846706 
equence 
cteria; 


Oc 
219846362 


obacteriac 
219846327 
quence 

idiales; R 
219846067 


219846048 
S ribosoma 


265678960 


ref|NR_025221.1| Rubritepida flocculans 
80 Rubritepida flocculans Bacteria; 
raceae; Rubritepida. 

ref|NR_025148.1| Streptococcus iniae 

45 2259880 Streptococcus iniae Bacteria; 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 

Colwellia maris strain 
ria; Proteobacteria; 


ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref |NR_024635.1 
llia maris Bacte 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


NR_026477.1 
3054533 305602 
ocyclales; Rhodo 


Acetobacterium 
0 Acetobacterium 
tobacterium. 

Halomonas 
3 Halomonas 

Halomonadaceae; 


ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026298.1 

3319157 332063 
eanospirillales; 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Acetivibrio 
5 Acetivibrio 


ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025917.1 

3851732 385319 
uminococcaceae; Acetivibrio. 
ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


ref 
1 RN 


NR_025638.1 
A, partial s 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


ref|NR_029357.1| Propionispira arboris 
Propionispira arboris Bacteria; 
pira. 
ref|NR_029351.1| Facklamia sourekii 
Facklamia sourekii Bacteria; 
ref|NR_029345.1| Staphylococcus 
40723 Staphylococcus condimenti 
ref |NR_029337.1| Enterococcus asini 
Enterococcus asini Bacteria; 
ref|NR_029304.1| Halobacillus litoralis 
0 Halobacillus litoralis Bacteria; 


ref|NR_029271.1| Clostridium rectum 
5 Clostridium rectum Bacteria; 


ref|NR_029268.1| Oxobacter pfennigii 
7 Oxobacter pfennigii Bacteria; 


ridia; Clostridiales; Clostridiaceae; Oxobacter. 

205173 205141 14 46 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
in H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
eria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

232655 232611 1 45 gi|265678908|ref|NR_029216.1| Propionigenium 
ra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

322206 322174 14 46 gi| 265678846 |ref|NR_029151.1| Bacillus 
strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

323803 323763 1 41 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
ibosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
ridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 


241812 Bacteria_16S 424398 424366 14 46 gi| 265678772 
strain F12 16S ribosomal RNA, partial sequence 422881 42442 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

241812 Bacteria_16S 453740 453708 14 46 gi| 265678752 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 
Firmicutes; Bacillales; Macrococcus. 

241812 Bacteria_16S 456898 456866 14 46 gi| 265678747 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococ 
241812 Bacteria_16S 498105 498073 14 46 gi| 265678720 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcacea 
241812 Bacteria_16S 527121 527089 14 46 gi| 265678701 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxyb 
241812 Bacteria_16S 533175 533143 14 46 gi| 265678697 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 53318 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

241812 Bacteria_16S 550013 549981 14 46 gi| 265678686 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 55004 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
241812 Bacteria_16S 563852 563820 10 42 gi| 265678677 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 


albertensis Bacte 


Acidithiobacillus 


241812 Bacteria_16S 
picturae strain R 


Bacteria; Firmicu 


241812 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


241812 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


241812 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


241812 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


241812 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


241812 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


241812 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


241812 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


241812 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


241812 Bacteria_16S 


succinus subsp. s 


strain NAFOO1 16S 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


241812 Bacteria_16S 


strain R-4069 16S 


Staphylococcus succinus subsp. 
241812 Bacteria_16S 


ria; Proteobacteria; 


607428 607396 14 46 gi 
Oceanoba 


gi 


tes; Bacillales; Bacillaceae; 


627273 627229 1 45 


in DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; Plancto 


719550 719518 14 46 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
773551 773519 14 46 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
798126 798058 14 81 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
916961 916929 14 46 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
921628 921568 7 67 gi 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Coriobacte 
Slackia. 

963399 963367 14 46 gi 
n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
983127 983083 1 45 gi 
S ribosomal RNA, 
icutes; Entomoplasmatales; 
1019906 1019874 14 46 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


v 


1081974 1081942 14 46 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1221109 1221077 14 46 


gi 


gi 


bacillales; Carnobacteriaceae; Allofus 
1228720 1228684 6 42 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1230256 1230220 6 42 gi 
ribosomal RNA, partial sequence 


Gammaproteobacter 


-5321 16S ribosomal RNA, partial seque 


succinus Bacteria; 


265678647 
nce 60592 
cillus. 

265678634 


S ribosomal RNA, partial sequence 625776 62729 
obacteriales; Fusobacteriaceae; Ilyobacter. 
695538 695506 3 35 gi| 265678586 


sequence 
mycetacia; 


265678569 
ence 71801 
illus. 

265678531 
quence 

nobacteria 
265678514 
al sequenc 
nibacillac 
265678434 
ence 91544 
; Streptoc 
265678431 
al sequenc 
ridae; Cor 


265678403 
uence 
rococcacea 
265678389 


complete sequence 981620 98314 
Entomoplasmataceae; 


E 
265678365 
A, complet 


265678322 


1080469 10819 


219878362 


6S ribosomal RNA, partial sequence 1219617 12211 


tis. 
219878281 


1227244 12287 


seudomonad 


ia; Acidit 


e; 


Firmicutes; 


ref|NR_029077.1 


ref|NR_029057.1 


ref|NR_029052.1 
455417 456926 
caceae; Streptoc 
ref|NR_029025.1 

496622 498127 
e; Streptococcus 
ref |NR_029006.1 

525601 527141 
acillus. 
ref|NR_029002.1 


ref|NR_028991.1 


ref |NR_028982.1 
562358 563851 
hiobacillales; 


ref |NR_028952.1 
0 607435 Oceano 


ref 
0 


NR_028939.1 


ref|NR_028891.1 
694091 695537 
Planctomycetale 


ref |NR_028873.1 
9 719581 Virgib 


ref |NR_028835.1 

772034 773579 
ceae; Atopostipe 
ref |NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 


ref|NR_028705.1 
961894 963406 
Enterococcus. 
ref|NR_028691.1 


ref 
e se 


NR_028667.1 
quence 
Bacillales; 


ref|NR_028624.1 


ref |NR_025501.1 


ref|NR_025420.1 


aceae; Cellvibri 


219878280 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Streptococcus 

Streptococcus 

occus. 
Streptococcus 
Streptococcus 
Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Oceanobacillus 
bacillus picturae 


Ilyobacter tartaricus 


Ilyobacter tartaricus Bacteria; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Virgibacillus 
acillus marismortui 


Atopostipes 
Atopostipes 
Ss. 
Paenibacillus 
Paenibacillus 
us. 
Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Slackia 
Slackia 
oriobacterineae; 


Enterococcus 
Enterococcus 


Entomoplasma freundtii 


1 Entomoplasma freundtii Bacteria; 
ntomoplasma. 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


Oo. 


ref|NR_025419.1 


Cellvibrio gandavensis 


1228770 1230255 Cellvibrio gandavensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


241812 Bacteria_16S 


metallireducens s 
metallireducens B 


241812 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacte 


241812 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


241812 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


241812 Bacteria_16S 
16S ribosomal RNA, partial sequence 1429972 14314 


strain M1063U/93 


Proteobacteria; G 


241812 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


241812 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


241812 Bacteria_16S 


brockii subsp. la 


Thermoanaerobacte 


241812 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


241812 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


241812 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


241812 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


241812 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


241812 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


241812 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


241812 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


241812 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


241812 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


241812 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


Thermoanerobacter brockii subsp. 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
1314581 1314549 14 46 gi 


ockii strain HTD4 16S ribosomal RNA, pa 


ammaproteobacteria; Pasteurellales; Past 
1443826 1443790 6 42 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
1480070 1480038 14 46 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1507080 1507048 14 46 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; Thermo 
1510206 1510166 6 46 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1584117 1584085 14 46 gi 


J: 


et 
oc 


so 
rales; an 
A, 


ac 


Viridibacillus. 
46 gi 


lales; Planococcaceae; 


1585672 1585640 14 


Viridibacillus. 
46 gi 


lales; Planococcaceae; 
1587226 1587194 14 
osomal RNA, partial sequence 
laceae; Bacillus. 

1588785 1588753 14 


46 gi 


bacillales; Enterococcaceae; Enterococ 
1614751 1614691 14 74 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
1658830 1658794 6 42 gi 


cu 


id 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1660384 1660348 6 42 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1668064 1668028 6 42 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1690791 1690759 14 46 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1692336 1692300 6 42 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


on 


E 


ne 
co 


1 
ri 


1700103 1700067 6 42 


gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


241812 Bacteria_16S 


1245421 1245389 14 46 gi| 219857537 
train 853-15 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Clostridia; Clostridiales; 

1282747 1282703 1 45 gi| 219846087 


1281261 12827 


228718892 


rales; Thermoanaerobacteraceae; Thermoanaerobact 
1316161 1316129 14 46 gi| 228716557 
train DSM 10 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Bacillales; Bacillaceae; Ba 
1342194 1342162 14 46 gi|228721140 
DCB-2 16S ribosomal RNA, partial sequence 13406 
irmicutes; Clostridia; Clostridiales; Peptococca 
1431467 1431431 6 42 gi| 224581435 


224581426 
219878381 


219846365 
Bacteria; 
219846290 
219878489 
16S ribosomal RNA, partial sequence 1582619 15841 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 


219878487 
1585730 15872 


219878486 
16S ribosomal RNA, partial sequence 1587284 15887 


219878467 
219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 
219878435 
1658880 16603 
219878430 


219878414 


219878413 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


aceae; E 


rtial se 


eurellac 


14423 
ales; Pa 


e sequen 
occus. 


mal RNA, 
aerobact 


partial 
illales; 


s 


16132 
iales Fa 


aceae; G 


16665 
nterobac 


e 16892 
ccus. 


sequence 
a; Pseud 


ref|NR_025125.1 
1243915 124542 
Peptococcaceae; 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 
ref|NR_027577.1 
quence 131309 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


er. 
ref|NR_027552.1 

1314657 131617 
cillus. 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027217.1 


eae; Phocoenobac 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; 
ref|NR_025520.1 
ce 1478573 148010 


ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref 
seq 
Lac 
ref 


NR_025880.1 
uence 150868 
tobacillacea 
NR_025628.1 


ref|NR_025627.1 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025575.1 
o fortis Bacteri 
ref|NR_025574.1 
rimontia. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref 
Oo po 


NR_025547.1 
meroyi Bacte 


ref|NR_025545.1 
02 1703230 Haloba 


1703221 1703189 14 46 gi| 219878406 
MA-2 16S ribosomal RNA, partial sequence 17017 
tes; Bacillales; Bacillaceae; Halobacillus. 

1748861 1748829 14 46 gi| 219878375 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Entomoplasma somnilux 


somnilux Bacteria; 


Thermoanaerobacter 
4 1314606 


Bacillus subtilis 
3 Bacillus subtilis 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 


italicus Bacteria; 


Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Vibrio fortis strain 

a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Planococcus 
occus rifietoensis 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Halobacillus 
cillus karajensis 


ref|NR_025514.1 


Megamonas hypermegale 


strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 


241812 Bacteria_ 


strain LMG 18422 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

241812 Bacteria_16S 1779053 1779021 14 46 gi| 219878351 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
241812 Bacteria_16S 1780604 1780572 14 46 gi| 219878350 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; P 
241812 Bacteria_16S 1791080 1791048 14 46 gi| 219878342 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgib 
241812 Bacteria_16S 1794117 1794081 6 42 gi| 219878340 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 17941 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
241812 Bacteria_16S 1797156 1797120 6 42 gi| 219878338 


strain LMG 20546 


Proteobacteria; G 


241812 Bacteria_16S 


decolorationis st 
decolorationis Ba 


241812 Bacteria_16S 


necropolis strain 
necropolis Bacter 


241812 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


241812 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


241812 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


241812 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


241812 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


241812 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


241812 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


241812 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


241812 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


241812 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


241812 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


241812 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


241812 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


16S 


1753397 1753365 14 


46 


16S ribosomal RNA, partial sequence 1751903 17534 


gi|219878372 


16S ribosomal RNA, partial sequence 1795652 17971 
ammaproteobacteria; Vibrionales; Vibri 
1803283 1803251 14 
rain LMG 19507 16S ribosomal RNA, part 
Firmicutes; 
1804851 1804819 14 


cteria; 


46 


Bacillales 
46 


LMG 19488 16S ribosomal RNA, 


ia; 


tes; 


obacteriales; 


lales; 


acteria; 


cteria; 


bacillales; 


ridia; 


eria; 


lales; Planococcaceae; Ureibacillus. 
1931310 1931274 6 42 gi| 219878241 
ibosomal RNA, partial sequence 1929813 19313 


ammaproteobacteria; Alteromonadales; Mor 
1941795 1941763 14 
16S ribosomal RNA, partial sequence 1940300 19418 


lales; Bacillaceae; Bacillus. 

1975146 1975114 14 46 gi| 219878212 
ibosomal RNA, partial sequence 1973642 19751 
lales; Planococcaceae; Marinibacillus. 

2006197 2006161 6 42 gi| 219878192 
6S ribosomal RNA, partial sequence 2004699 20061 
ammaproteobacteria; Enterobacteriales; Enterobac 

2012405 2012373 3 35 gi| 219878188 

ribosomal RNA, partial sequence 2010901 20124 


lanctomycetacia; Planctomycetales; Planc 


241812 Bacteria_16S 


Firmicutes; 

1824820 1824788 14 
16S ribosomal RNA, 
Bacillales; 
1832392 1832348 1 
S ribosomal RNA, partial sequence 
Fusobacteriaceae; 
1843125 1843093 14 
S ribosomal RNA, partial sequence 

Bacillaceae; 
1847713 1847677 6 
train NF22 16S ribosomal RNA, partial 
Proteobacteria; 


1855208 1855176 14 
rain CCUG 44365 16S ribosomal RNA, parti 
Firmicutes; 
1858162 1858130 14 
6S ribosomal RNA, partial sequence 1856650 18581 


1884276 1884244 14 
6S ribosomal RNA, partial sequence 1882756 18842 

Clostridiales; Veillonellaceae; 
1896660 1896608 17 
6S ribosomal RNA, partial sequence 1895145 18966 
eltaproteobacteria; Desulfobacterales; 
1909803 1909771 14 
in CCUG 43001 16S ribosomal RNA, parti 
Firmicutes; Lactobacillales; Aeroc 
1912820 1912788 14 
16S ribosomal RNA, partial sequence 1911333 19128 


2033152 2033120 14 


Bacillales; 
46 


Bacillaceae; 
45 
46 


Bacillus. 
42 


46 


Lactobacil 
46 


Carnobacteriaceae; 
46 
69 


46 


46 


46 


46 


Bacillaceae 


complete sequence 


Gammaproteobacteria; Al 


onaceae; V 
219878334 
ial sequen 
aceae; Bac 
219878333 
sequence 
; Virgiba 
219878320 
18233 


gi 


; Bacill 
gi 
complete 


gi 


Halobacillus. 
gi| 219878315 
1830898 18324 
Ilyobacter. 
gi| 219878307 
1841624 18431 


219878304 
sequence 


gi 


219878298 
al seque 
lales; Aerococcace 

gi| 219878296 


gi 


Trichoc 
gi 


occus. 
219878277 


Sporomusa 
gi| 219878267 
Desulfoba 
219878257 
al sequenc 
occaceae 
219878255 


gi 


gi 


itellace 


gi|219878234 


tomyceta 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 
ref|NR_025490.1| Paenibacillus 

1777548 1779056 Paenibacillus 
Paenibacillus. 
ref|NR_025489.1| Paenibacillus 

1779107 1780619 Paenibacillus 
aenibacillus. 
ref|NR_025481.1| Virgibacillus 

1789570 1791087 Virgibacillus 
acillus. 
ref|NR_025479.1| Vibrio pacinii strain 
16 Vibrio pacinii Bacteria; 
ibrio. 
ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025473.1| Bacillus 
ce 1801788 1803290 Bacillus 
illus. 
ref|NR_025472.1| Virgibacillus 

1803341 1804862 Virgibacillus 
cillus. 
ref|NR_025459.1| Halobacillus trueperi 
01 1824836 Halobacillus trueperi 
ref|NR_025454.1| Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 
ref|NR_025443.1] Shewanella 

1846218 1847712 Shewanella 
teromonadales; Shewanellaceae; 
ref |NR_025437.1| Globicatella 
nce 1853726 1855215 Globicatella 
ae; Globicatella. 
ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 


ref|NR_025406.1| Desulfococcus biacutus 
59 Desulfococcus biacutus Bacteria; 
cteraceae; Desulfococcus. 
ref|NR_025396.1] Aerococcus 

e 1908318 1909816 Aerococcus 

; Aerococcus. 

ref|NR_025394.1| Ureibacillus terrenus 


21 Ureibacillus terrenus Bacteria; 


ref|NR_025380.1| Moritella abyssi 

09 Moritella abyssi Bacteria; 

ae; Moritella. 

ref|NR_025373.1| Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025327.1| Planctomyces maris 
04 Planctomyces maris Bacteria; 

ceae; Planctomyces. 


gi|219878174 


ref |NR_025313.1| Alicyclobacillus 


hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


241812 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


241812 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


241812 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


241812 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


241812 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


241812 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


241812 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


241812 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


241812 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


241812 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


241812 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


241812 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


241812 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


241812 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


241812 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


241812 Bacteria_16S 


MA001 16S ribosom 
Bacillales; Bacil 


241812 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


2040860 2040828 14 46 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2051814 2051782 14 46 gi 


eq 
co 


ridia; Clostridiales; Veillonellaceae; A 
2096093 2096061 14 46 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2115839 2115807 14 46 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
2120444 2120412 14 46 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2124940 2124908 14 46 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2126496 2126464 14 46 
ribosomal RNA, partial sequence 


gi 


gi 


gi 


gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2399366 2399334 14 46 
SW28 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; Sporo 
2416311 2416279 14 46 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


gi 
sequenc 


sa 


ue 
a; 


2445087 2445055 14 46 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2449671 2449639 14 46 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2590304 2590272 14 46 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2591882 2591850 14 46 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2628841 2628809 14 46 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2680209 2680177 14 46 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2681751 2681719 14 46 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2697995 2697963 14 46 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2699549 2699517 14 46 gi 
al RNA, partial sequence 
laceae; Bacillus. 
2726765 2726733 14 46 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


e 
mi 


ia 
Ca 


cu 


cu 


ne 
ac 


se 
ce 


1 
Ca 


eq 
ac 


gi 


241812 Bacteria_16S 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 


219878168 
219878158 
6S ribosomal RNA, partial sequence 2050314 20518 


219878125 
2094597 20961 


219857658 
2114343 21158 


219857 
2118933 21204 


219857 
2123444 21249 


219857 
2125001 21265 


2381197 23827 


219857461 


219857450 


219857423 
219857420 
219857275 
219857274 
219857246 
219857203 
219857202 
219857190 
219857189 


2698052 2699555 Bacil 


219857170 
2725265 27267 


2039358 20408 
osicoccus. 


uence 
ccaceae; 
ref 
naerosinus. 

ref 


ref 


655|ref 


54 Halobacillus 


652|ref 


651|ref 


lales; Bacillaceae; Bacillus. 

2332725 2332685 2 42 gi|219857508|ref|NR_025096.1 
NLEP-16143 16S ribosomal RNA, partial sequence 2331268 233272 
ia; Proteobacteria; Epsilonproteobacteria; Campylobacterales; He 

2356909 2356862 1 48 gi|219857490|ref|NR_025078.1 
s strain SF3 16S ribosomal RNA, partial sequence 2355381 235691 
s Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibriona 
ae; Desulfovibrio. 

2382691 2382659 14 46 gi|219857472|ref|NR_025060.1 


ref 
e 2397869 2399376 Sporo 
rcina. 
ref 

2414827 24163 


vibrionales; De 


nce 
Desulfo 


ref 
2443592 2445097 Plano 
crobium. 
ref 
ce 2448175 24496 
riaceae; Alkali 
ref 


00 2590328 Enter 


1 sequen 
rnobacte 


25888 
s 
ref 
2590379 2591887 Enter 
s 
ref 
e 2627322 2628862 Graci 
illus. 
ref 

2678696 26802 
ibacillus. 
ref 

2680270 26817 
riaceae; Alkali 


quence 
ae; Lent 


sequence 
rnobacte 


uence 
eae; Ano 
asahii Bact 


ref 


2870406 2870374 14 46 gi 


219856878 


ref 


NR_025307.1 
NR_025297.1 
24 Anaerosinus glycerini Bacteria; 


NR_025264.1 
03 Bacillus hwajinpoensis Bacteria; 


NR_025247.1 
49 Planococcus maritimus Bacteria; 
NR_025244.1 
NR_025241.1 


50 Bacillus aquimaris Bacteria; 


NR_025240.1 
06 Bacillus marisflavi Bacteria; 


NR_025049.1 


NR_025038.1 


NR_025011.1 


NR_025008.1 


NR_024906.1 


NR_024905.1 


NR_024876.1 


NR_024831.1 


NR_024830.1 


NR_024818.1 


NR_024817.1 


NR_024798.1 


71 Bacillus krulwichiae Bacteria; 


NR_024697.1 
2868896 2870426 Bacillus 


6 


s 


. 
s 


m. 


8 


b 


fo} 


fo} 


1 


1 


6 


b 


0 


e 


Dolosicoccus 

7 Dolosicoccus 
Anaerosinus glycerini 
Bacillus hwajinpoensis 


Planococcus maritimus 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


Bacillus marisflavi 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Desulfovibrio 
7 Desulfovibrio 


les; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Sporosarcina 
arcina aquimarina 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Planomicrobium 
icrobium koreense 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Gracilibacillus 
ibacillus halotolerans 


Lentibacillus 
9 Lentibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


Bacillus krulwichiae 


Bacillus 


weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 


241812 Bacteria_16S 
strain DSM11031 1 
Firmicutes; Bacil 
241812 Bacteria_16S 
strain IFO15566 1 
Firmicutes; Bacil 
241812 Bacteria_16S 


naganoensis strain ATCC53909 16S ribosomal RNA, partial 
Bacillales; 


naganoensis Bacteria; 
241812 Bacteria_16S 

strain IFO15718 1 
Firmicutes; Bacil 
241812 Bacteria_16S 


IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacil 
laceae; 


Bacillales; Bacil 
241812 Bacteria_16S 
strain JCM9731 16 
Firmicutes; Bacil 
241812 Bacteria_16S 
strain JCM9070 16 
Firmicutes; Bacil 
241812 Bacteria_16S 


strain S-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


241812 Bacteria_16S 


flavithermus strain DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


flavithermus Bacteria; 
241812 Bacteria_16S 


strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


Firmicutes; 
241812 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
241812 Bacteria_16S 


tabacinasalis strain GF112B 16S ribosomal RNA, partial 
tabacinasalis Bacteria; 


241812 Bacteria_16S 


strain CreCitl 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


Proteobacteria; 
241812 Bacteria_16S 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; 


Thermoanaerobacter. 
241812 Bacteria_16S 


lales; 


lales; 


lales; 


lales; 


lales; 


Bacillales; 


Bacteria; 


2871986 2871954 14 


6S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2873564 2873532 14 


6S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2875152 2875120 14 


Firmicutes; 
2876728 2876696 14 


6S ribosomal RNA, partial sequence 2875223 28767 
Bacillus. 


Bacillaceae; 
2879876 2879844 14 


Bacillus. 
2881441 2881409 14 


S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2882993 2882961 14 


S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2893503 2893467 6 
2999798 2999766 14 


Firmicutes; 
3001370 3001338 14 


Bacillaceae; 
3028527 3028495 14 


strain GKNTAUT 16S ribosomal RNA, partial sequen 
Clostridia; 


Firmicutes; 
3048396 3048364 14 


Firmicutes; 
3054483 3054451 10 


3084667 3084635 15 
Firmicutes; 


3141551 3141519 14 


617-93 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 
241812 Bacteria_16S 
strain 2045-94 16 
Firmicutes; Bacil 
241812 Bacteria_16S 


orientis strain DSM 765 


Bacteria; Firmicutes; 
241812 Bacteria_16S 

strain ATCC 70062 
Firmicutes; 
241812 Bacteria_16S 
strain DSM 10022 
Firmicutes; 
241812 Bacteria_16S 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; 


Methylophaga. 
241812 Bacteria_16S 
strain DSM 5351 1 
Firmicutes; Bacil 
241812 Bacteria_16S 


acetireducens strain DSM 10703 16S ribosomal RNA, partial 
acetireducens Bacteria; 


241812 Bacteria_16S 


lales Family XI. 


S ribos 
lales; 


Clostridia; 


6S ribosomal RNA, 
lales; 


3143111 3143079 14 


3155270 3155238 14 


Clostridia; 
3181071 3181039 14 


8 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


3231123 3231051 14 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. 


Clostridiales; 
3300880 3300844 6 


Proteobacteria; 
3303974 3303942 14 


Salinicoccus. 
3483919 3483874 2 


Firmicutes; 
3535512 3535480 14 


Clostridia; 


Incertae Sedis; 


omal RNA, partial sequence 
Bacillales Family XI. 


16S ribosomal RNA, partial sequence 31537 
Clostridiales; 


Gammaproteobacteria; 


complete sequence 3302462 33040 


Clostridia; 


46 gi| 219856877 


2870477 28720 
46 gi| 219856876 
2872057 28735 


46 gi| 219856875 

sequence 
Pullulanibacillus. 
46 gi| 219856874 


46 gi| 219856872 


46 gi| 219856871 


2879945 28814 
46 gi| 219856870 
2881499 28830 


42 gi|219856861|ref|NR_024680.1 
2892009 28935 
Vibrio. 
46 gi|219846924|ref|NR_026516.1 
sequence 2998293 299981 


Bacillaceae; 


46 gi| 219846923 


46 gi| 219846905 


Clostridiales; 


46 gi|219846890|ref|NR_026482.1 
sequence 3046902 304840 
Lactobacillales; Aerococcaceae; Facklamia. 
42 gi| 219846886 |ref|NR_026478.1 
3052993 30544 
Formivibrio. 
47 gi|219846866|ref|NR_026458.1 
3083185 308466 
Thermoanaerobacterales; Thermoana 
46 gi|219846828|ref|NR_026420.1 
3140051 3141558 Gemella bergeri Bacte 
Gemella. 
46 gi| 219846827 |ref|NR_026419.1 
3141609 31431 

Incertae Sedis; Gemella. 
46 gi|219846819|ref|NR_026411.1 
64 3155274 Desulf 
Peptococcaceae; Desulfosporosinu 
46 gi| 219846801 |ref|NR_026393.1 
3179583 3181087 Fackla 

Facklamia. 

86 gi| 219846767 |ref|NR_026359.1 


I 


42 219846721 


gi 
Thio 


46 gi| 219846719 


47 219846587 
sequenc 


Clostridiales; Cl 


gi 


46 


Anoxybacillus. 


ref|NR_024696.1 


ref |NR_024695.1 


ref|NR_024694.1 
2873633 287517 


ref|NR_024693.1 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024690.1 


ref|NR_024689.1 


ref|NR_026515.1 


ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 


30 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref |NR_026311.1 
04 Salinicoccus 


ref |NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 


gi| 219846553 


pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Facklamia 
3 Facklamia 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Facklamia hominis 
mia hominis Bacteria; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 

Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Salinicoccus roseus 


roseus Bacteria; 


Clostridium 
2 Clostridium 
ostridium. 
Bacillus 


ref |NR_026145.1 
3534017 353553 


4 Bacillus 


241812 Bacteria_16S 
strain DSM 8723 
Bacil 
241812 Bacteria 
strain DSM 8722 
Bacil 


Firmicutes; 


Firmicutes; 


241812 Bacteria 
strain DSM 8716 


Firmicutes; 


Firmicutes; 


Bacillales; 


Firmicutes; 


Firmicutes; 


Bacteria; 


241812 Bacteria_16S 
thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 
241812 Bacteria_16S 


brockii subsp. 


Bacteria; 


Firmicutes; 


241812 Bacteria_16S 4172217 4172185 14 46 gi|219846099|ref|NR_025689.1 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 41722 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

241812 Bacteria_16S 4173745 4173713 14 46 gi| 219846098 |ref|NR_025688.1 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 417374 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
241812 Bacteria_16S 4210101 4210069 14 46 gi|219846069|ref|NR_025659.1 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

241812 Bacteria_16S 4222392 4222360 14 46 gi|219846060|ref|NR_025650.1 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 
Bacillales; Bacillaceae; Anaerobacillus. 

241812 Bacteria_16S 4243417 4243385 14 46 gi|219846040|ref|NR_025630.1 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 424342 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococ 
241812 Bacteria_16S 219116 219082 1 35 gi|265678917|ref|NR_029225.1 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Plancto: 
Planctomyces. 

241812 Bacteria_16S 276762 276723 3 42 gi| 265678876 |ref|NR_029182.1 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
241812 Bacteria_16S 296537 296498 3 42 gi| 265678863 |ref|NR_029169.1 


Bacil 
241812 Bacteria_ 
strain DSM 8715 
Bacil 
241812 Bacteria_16S 
DSM 6307 16S ribo 
Bacil 
241812 Bacteria_16S 
strain R91/1468 1 


Firmicutes; 
241812 Bacteria_16S 

strain MSS-155 16 
Bacil 


3537079 3537047 14 46 gi|219846552 

16S ribosomal RNA, partial sequence 3535585 35370 
lales; Bacillaceae; Bacillus. 

_ 16S 3538635 3538603 14 46 gi|219846551 

16S ribosomal RNA, partial sequence 3537139 35386 
lales; Bacillaceae; Bacillus. 

_ 16S 3543333 3543301 14 46 gi| 219846548 

16S ribosomal RNA, partial sequence 3541838 35433 
lales; Bacillaceae; Bacillus. 

16S 3544889 3544857 14 46 gi|219846547 

16S ribosomal RNA, complete sequence 3543393 35448 
lales; Bacillaceae; Bacillus. 

3546445 3546413 14 46 gi|219846546 


somal RNA, complete sequence 
laceae; Bacillus. 

3601377 3601345 14 46 

6S ribosomal RNA, partial sequence 


gi 


3654324 3654292 14 46 gi 

SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3723983 3723951 14 46 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3872954 3872922 14 46 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3874541 3874509 14 46 gi 
16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillales Family XI. 


3882263 3882231 14 46 gi 
teria; 
is 


Firmicutes; Clostridia; 


3883837 3883805 14 46 gi 


finnii strain AKo-1 16S ribosomal RNA, partial sequenc 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
241812 Bacteria_16S 

strain YJS 16S ribosomal 
Tenericutes; Moll 
241812 Bacteria_16S 
campisalis strain 


Thermoanaerobacteraceae; 


S ribos 
lales; 


omal RNA, partial sequence 
Bacillaceae; Halobacillus. 


ain JT-3 16S ribosomal RNA, partial sequ 
Thermoanaerobacte 


finnii Bacteria; 


3544949 35464 


219846506 


3599877 36013 
Lactobacillales; Carnobacteriaceae; Dolosig 
241812 Bacteria_16S 
halophilum strain 
halophilum Bacter 
241812 Bacteria_16S 
sporothermodurans 
sporothermodurans 
241812 Bacteria_16S 
strain 2917B 16S 
Bacil 
241812 Bacteria_16S 
strain ATCC 10379 


ranulum. 
219846469 
sequence 
les; 
219846419 
a 
illaceae; 
219846314 


3871442 38729 


Sedis; 
219846313 
38730 
Incertae 
219846308 
ence 


219846307 


4119894 41198501 45 gi|219846138|ref|NR_025728.1 
RNA, partial sequence 4118405 41199 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4132083 4132051 14 46 gi|219846126|ref|NR_025716.1 
SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
Bacillales; Planococcaceae; Marinibacillus. 
4133655 4133623 14 46 gi|219846125|ref|NR_025715.1 


4132144 41336 


Peptococc 


sequence 


Firmicutes; 
Thermoanaerobacter. 


ref|NR_026144.1 
88 Bacillus 


ref |NR_026143.1 
44 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026138.1 


ref|NR_026098.1 


ref|NR_026061.1 

3652827 365435 
aceae; Desul 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_025904.1 


ref|NR_025903.1 
28 3874564 Gemell 
is; Gemella. 
NR_025898.1 
8 
S; 
ref|NR_025897.1 
e 388233 


65 Halobacillus 


54 Bacillus cohnii Bacteria; 


Clostridia; 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Bacillus 
9 Bacillus 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella. 


Gemella haemolysans 
a haemolysans ATCC 10379 


Thermoanaerobacter 
7 Thermoanaerobacter 


Thermoanaerobacteraceae; 


Thermoanaerobacter 
8 3883860 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Lentibacillus 
acillus salicampi 


Bacillus macyae strain 
ria; Firmicutes; 


Streptococcus 
4 Streptococcus 
cus. 
Planctomyces 
Planctomyces 
mycetaceae; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 


Helicobacter mustelae 


strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


241812 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


Lactobacillus. 


241812 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


241812 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


241812 Bacteria_16S 
n M9 16S ribosomal RNA, 


jalaludinii strai 
Bacteria; Firmicu 


241812 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


strain E6844 16S 
Firmicutes; Lacto 


241812 Bacteria_16S 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


241812 Bacteria_16S 


sapovorans strain 
Bacteria; Firmicu 


241812 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


241812 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


241812 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
241812 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


241812 Bacteria_16S 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


241812 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


facile subsp. ure 
Hyphomicrobium. 


241812 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


345419 345384 11 
ribosomal RNA, partial 
bacillales; 
363214 363115 19 
ribosomal RNA, partial 


381252 381217 7 


634874 634843 14 


obacteriales; 
727317 727242 20 


ridia; 
765904 765837 14 


tes; Clostridia; 


779785 779738 22 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
241812 Bacteria_16S 


898376 898345 15 
ribosomal RNA, partial 
bacillales; 
957191 957104 18 


994134 994087 14 
OM 16S ribosomal RNA, 
tes; Clostridia; 
1128908 1128869 3 


1165242 1165175 14 


tes; Clostridia; 


1195515 1195484 15 
a; Firmicutes; 
1237871 1237836 14 


tes; Clostridia; 


1310019 1309952 14 


1311492 1311425 14 


1568957 1568890 14 


proteamaculans st 
proteamaculans Ba 
Serratia. 


241812 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


241812 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


241812 Bacteria_16S 


strain DSM 2665 1 


1990792 1990757 7 
Proteobacteria; 


1996966 1996931 7 


2007742 2007707 7 


2015325 2015286 3 


241812 Bacteria_16S 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 


2788296 2788265 14 


Lactobacillaceae; 


Enterococcaceae; 


eltaproteobacteria; Desulfovibrionales 
241812 Bacteria_16S 
delbrueckii subsp. 


46 gi| 265678828 |ref|NR_029133.1 
sequence 343905 345423 Lactobacillus 
Lactobacillus. 

118 gi| 265678813 |ref|NR_029118.1 
sequence 361716 363213 Desulfovibrio 
; Desulfovibrionaceae; Des 
42 gi| 265678801 |ref|NR_029106.1 

RNA, partial sequence 


indicus strain NCC725 16S ribosomal 


Lactobacillus delbrueckii subsp. indicus Bacteria; 


45 


95 


ribosomal RNA, partial sequence 


81 


complete seque 
Clostridiales; Veillo 


69 


46 
sequence 


105 


61 
complete 


Clostridiales; 


42 


B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


81 


osomal RNA, partial sequence 


53 16S ribosomal RNA, partial sequence 
Clostridia; 


n SYR1 16S ribosomal RNA, partial sequ 
Clostridiales; 


ibosomal RNA, partial sequence 
obacteriales; 
241812 Bacteria_16S 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; 


Fusobacteriaceae; 


gi 


6S ribosomal RNA, partial sequence 633402 63487 
Fusobacteriaceae; 


Fusoba 
gi 


gi 


gi 


gi 


896853 89837 
Enterococ 


gi 


gi 
sequen 
Syntro 


gi 


gi 


1163739 11652 


6S ribosomal RNA, partial sequence 1995493 19 
ammaproteobacteria; Enterobacteriales; 


6S ribosomal RNA, partial sequence 2006247 20 
ammaproteobacteria; Enterobacteriales; 


6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


725825 72731 
Clostridiales; Veillonellaceae; 


265678628 


cterium. 
265678564 


Succinisp 
265678536 
nce 76438 
nellaceae; 
265678526 
ce 77827 
acterales; 
265678446 


cus. 
265678408 
sequence 
acteria; R 
265678382 
ce 99261 
phomonadac 
253680771 
1 sequence 
ria; Campy 


228720667 


Clostridiales; Veillonellaceae; 

46 gi| 228715634 

11940 

Thermoanaerobacterale 

49 gi| 219878251 

ence 12363 

Lachnospiraceae; 

81 gi| 228721488 

rtial sequ 

roteobacte 

81 gi| 228721487 

partial s 

aproteobac 

81 gi| 219846057 

1567482 15689 
Leptotrichia. 

42 gi| 219878202 

al sequenc 

Gammaproteobacteria; Ent 

42 gi| 219878198 

969 

Enterobac 

42 gi|219878191 

077 

Enterobac 

42 gi| 219878186 

i153. 

yphomonada 

45 gi| 219857125 


Firmicutes; 


ref |NR_028933.1 
3 Fusobacterium 


ref|NR_028868.1 
9 Succinispira 
ira. 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref|NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028748.1 
6 Enterococcus 


ref |NR_028710.1 
955748 957207 
hizobiales; Phyl 


ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_028019.1 
127427 112890 
lobacterales; He 


a 


ref|NR_027596.1 
Mitsuokella. 
ref |NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_025647.1 
67 Leptotrichia 


ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025337.1 
teriaceae; Rahne 
ref|NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref|NR_025325.1 


ceae; Hyphomonas 


Lactobacillales; 


Lactobacillus pentosus 
pentosus Bacteria; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Lactobacillus 

379741 381255 
Lactobacillaceae; 


Fusobacterium equinum 
equinum Bacteria; 


Succinispira mobilis 


mobilis Bacteria; 


Mitsuokella 
kella jalaludinii 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Enterococcus avium 


avium Bacteria; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Helicobacter 
7 Helicobacter 
licobacteraceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 

Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


ref|NR_024753.1 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


Alicyclobacillus 


2786786 2788314 Alicyclobacillus herbarius 


241812 Bacteria_16S 


strain S37 16S ri 


strain LMG 2542 1 
Proteobacteria; G 


241812 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


241812 Bacteria_16S 
n IFAM KB-677 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteria; 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


241812 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


241812 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial sequence 
Clostridia; 


fimetarium strain 
fimetarium Bacter 


241812 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


241812 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


241812 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


241812 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


241812 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


241812 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


241812 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


241812 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


241812 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


241812 Bacteria_16S 
ain N480/82 16S ribosomal RNA, partial 


equigenitalis str 
equigenitalis Bac 


241812 Bacteria_16S 


strain Benl02 16S 


69 16S ribosomal 
Gammaproteobacter 


241812 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


241812 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


2966223 2966192 11 


2967770 2967731 3 


3037686 3037639 12 


Firmicutes; 
3129617 3129550 14 


eria; 


3232649 3232602 14 


ridia; Clostridiales; 
3278016 3277949 14 


Firmicutes; 
3803096 3803057 3 


ia; 


3818435 3818396 3 


3819958 3819919 3 


3821493 3821454 3 


3823021 3822982 3 


3827603 3827564 3 


3897832 3897801 14 
tes; Lactobacillales; 
4086855 4086808 14 


ridia; Clostridiales; 
24160 24130 14 
tes; Clostridia; 
24210 24180 14 
tes; Clostridia; 


206749 206715 8 
teria; Proteobacteria; 


251250 251216 13 


487316 487278 4 
RNA, partial sequence 


502807 502745 19 
lales; Bacillaceae; 
641029 640999 12 


ribosomal RNA, 


686293 686239 16 


241812 Bacteria_16S 
subterraneus strain C21 16S ribosomal RNA, 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


802818 802776 7 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
241812 Bacteria_16S 


Sphingomonadales; 


6S ribosomal RNA, partial sequence 2966273 29677 
ammaproteobacteria; Enterobacteriales; Enterobac 


in DSM 1292 16S ribosomal RNA, partial sequence 
Clostridia; 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Family XI. I 


ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campylobacterale 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
241812 Bacteria_16S 
n Eaton 90-119-3 16S ribosomal RNA, partial sequ 
ria; Proteobacteria; Epsilonproteobacteria; 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 


X-1 16S ribosomal RNA, partial sequence 
Enterococcaceae; Tetrageno 


ribosomal RNA, partial sequence 
Syntrophomonadaceae; 


in 265 16S ribosomal RNA, partial sequence 22677 
Clostridiales; 


in 265 16S ribosomal RNA, partial sequence 22677 
Clostridiales; 
Betaproteobacteria; 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
241812 Bacteria_16S 


ia; Vibrionales; Vibrionaceae; Vibrio. 


ibosomal RNA, partial sequence 
Bacillus. 


complete sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


In04 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


42 gi| 219856812 
2964771 29662 
Sphingomon 


42 219846946 


gi 


59 gi| 219846898 
Clostridiales; Clo 

gi| 219846836 
sequenc 


Rhizob 


81 


61 gi|219846766 


81 gi| 219846736 


Clostridiales; Eubac 
42 gi| 219846361 
3801626 38030 


Helicob 
219846351 
38169 


42 gi 


42 gi| 219846350 
3818485 38199 
Helicob 


42 219846349 


gi 
Camp 
42 gi| 219846348 
3821543 38230 
Helicob 
gi| 219846345 
3826129 38276 
Helicob 
219846297 
38963 


42 


45 gi 


61 gi|219846162 
4085324 40868 
Syntr 


44 265679048 


gi 
Clostridiaceae; 
44 gi| 265679048 
Clostridiaceae; 

gi| 265678926 
sequence 
Burkh 
gi| 265678895 
249819 25124 


42 


47 


42 gi| 265678727 


485792 487320 Vibri 


81 gi|265678717 


501307 50281 


42 gi| 265678624 
639529 64105 
70 gi| 265678592 


68477 


ref |NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref |NR_026538.1 


teriaceae; Dicke 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref |NR_025940.1 
ence 382000 
ylobacterales; H 


ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref|NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025752.1 


ophomonas. 
ref|NR_029356.1 

24226 Clostr 
Clostridium. 
NR_029356.1 
24226 Clostr 
Clostridium. 
ref |NR_029234.1 

205252 206750 
olderiales; Alca 
ref |NR_029203.1 


aceae; Amaricocc 
ref |NR_029032.1 
© ponticus Bacte 


ref |NR_029022.1 


ref|NR_028929.1 
aceae; Pseudomon 
ref|NR_028897.1 
4 686292 Desulf 
Desulfobacterac 


49 gi|265678511 
complete sequence 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Clostridium 

6 Clostridium 

stridium. 
Hyphomicrobium 

6 Hyphomicrobium 

obiaceae; 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 

Acetobacterium 
3 Acetobacterium 
bacterium. 

Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Tetragenococcus 
enococcus muriaticus 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Clostridium 
idium orbiscindens 


Clostridium 
idium orbiscindens 


Taylorella 
Taylorella 

ligenaceae; Taylorella. 
Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Vibrio ponticus strain 
ria; Proteobacteria; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Thermaerobacter 


ref|NR_028814.1 
801287 802838 


Thermaerobacter 
Incertae Sedis; 


241812 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


241812 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


241812 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


241812 Bacteria_16S 


stercorihominis D 
stercorihominis D 


241812 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


241812 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


241812 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


241812 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


241812 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


241812 Bacteria_16 


strain 81H-380. 
Proteobacteria; 


iL 
G 


241812 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain SW-47 16S 


Proteobacteria; G 


241812 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


241812 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


241812 Bacteria_16S 


halophilum strain 
halophilum Bacter 


241812 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


828722 828688 14 48 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
924772 924724 21 69 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
989437 989395 1 42 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1183427 1183397 14 44 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1287386 1287356 14 44 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1526781 1526747 12 46 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Lactobacillaceae 
1693904 1693874 14 44 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1701650 1701612 4 42 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
1742764 1742726 4 42 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


e 
s 


ne 
ac 


E 


qu 
di 


se 
co 


’ 


eq 
ia 


qu 
A 


m. 
s 2003118 2003084 8 42 


gi 


ammaproteobacteria; Enterobacteriales; 
2039300 2039268 14 46 gi 


E 


acteria; Deltaproteobacteria; Desulfovib 
2637921 2637879 1 42 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2878310 2878280 14 44 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
3096599 3096561 4 42 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 


E 


qu 
e; 


en 
da 


241812 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


241812 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


241812 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


241812 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


241812 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


241812 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


3198071 3198041 12 42 gi 
RB16-17 16S ribosomal RNA, partial seque 


a; Proteobacteria; Alphaproteobacteria; 


3274988 3274958 14 44 


gi 


ridia; Clostridiales; 
3447376 3447346 14 


Eubacteriaceae; 
44 gi 


Eu 


ridia; Clostridiales; Clostridiaceae; Cl 
3687831 3687793 7 45 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689348 3689310 7 45 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3775928 3775890 7 45 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 


ue 
sm 


241812 Bacteria_16S 


strain SGT-108 16 


265678494 


265678429 


265678385 


987916 98944 


228717350 


219846053 


219857499 


219878412 


219878407 


1700153 17016 


219878379 


219878194 
6S ribosomal RNA, partial sequence 2001636 20 


219878169 
16S ribosomal RNA, partial sequence 2037802 20 


lales; Bacillaceae; Virgibacillus. 

2102160 2102122 4 42 gi|219878121|ref|NR_025260.1 
ribosomal RNA, partial sequence 2100672 21021 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 

2103749 2103715 14 48 gi| 219878118 |ref|NR_025257.1 

6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulf 


219857233 


219856873 


219846858 


219846790 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


219846612 
6S ribosomal RNA, partial sequence 3445905 34473 


219846446 
3686364 36878 


219846445 
3687881 36893 


219846380 


ref |NR_028797.1 
9 828732 Seleno 
as. 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028687.1 


82720 
elenomon 


e 92324 


terales; 


teri 
ref 


nterobac aceae; Citro 
NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_025643.1 


1285891 128739 


RR 


ence 
a; Clost 


quence 
ccus. 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025551.1 
1692386 169391 
tococcaceae; Des 
ref|NR_025546.1 


15252 
Lactobac 


uence 


les; Pep 


eromonadaceae; Glaciecol 
ref|NR_025518.1 
1741287 174278 


ales; Succinivib 


ence 
eromonad 


, 


ref |NR_025333.1 
031 
nterobacteriaceae; Lemin 
ref|NR_025308.1 


39307 Virgibacillus 


; Desulfohalobia 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024692.1 

2876799 287831 
robium. 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionacea 
ref |NR_026382.1 
nce 196654 319807 
Sphingomonadales; Sphing 


rionales 


26364 
nterobac 


ence 
Salimic 


ce 30950 
les; Suc 


w 


ref |NR_026330.1 


bacterium. 
ref|NR_026204.1 
ostridium. 


ref |NR_026037.1 


ref|NR_026036.1 


ref|NR_025971.1 
3774462 377592 
Mycoplasma. 


nce 
ataceae; 


4068517 4068487 6 36 gi 
S ribosomal RNA, partial sequence 


219846174 
4067035 4068516 Aquicella siphonis Bacteria; 


e: 


Selenomonas infelix 
monas infelix Bacteria; 


Desulfofrigus 

ofrigus oceanense 

eae; Desulfofrigus. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Jeotgalicoccus 
6 Jeotgalicoccus 


Lactobacillus jensenii 
acillus jensenii 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Anaerobiospirillum 

0 Anaerobiospirillum 

rionaceae; 


Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Virgibacillus proomii 
proomii Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Salimicrobium 
5 Salimicrobium 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


’ 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


ref|NR_025764.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 


Aquicella siphonis 


241812 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


241812 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


241812 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


241812 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


241812 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


241812 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


241812 Bacteria_16S 


strain Kl1l1 16S ri 
Proteobacteria; B 


241812 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


241812 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


241812 Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hyd 


strain 2 16S ribo 
Proteobacteria; B 


241812 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


241812 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


241812 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


241812 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


241812 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


241812 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


241812 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


241812 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


241812 Bacteria_16S 


limicola strain G 
limicola Bacteria 


241812 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


241812 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


241812 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


241812 Bacteria_16S 


S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
499672 499639 14 47 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
501224 501191 14 47 gi 


etaproteobacteria; Burkholderiales; Co: 
534729 534696 14 47 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
687858 687805 16 69 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
943215 943182 14 47 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
944778 944745 14 47 gi 


etaproteobacteria; Burkholderiales; Co: 
946341 946308 14 47 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
947905 947872 14 47 gi 
rain 2Kl 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Betaproteobact 


949467 949434 14 47 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
951032 950999 14 47 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1056553 1056524 17 46 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1420613 1420581 14 46 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1481634 1481601 14 47 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


gi 


1651123 1651054 20 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1830820 1830787 14 47 gi 
olChil 16S ribosomal RNA, complete seq 
Proteobacteria; Betaproteobacteria; 
1838462 1838433 13 42 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1840022 1839993 13 42 gi 


89 gi 


, 


bacillales; Lactobacillaceae; Lactobac 
1893528 1893499 17 46 gi 
train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
1937270 1937237 14 47 gi 


947973 949 


complete sequence 307188 30872 


mamonadace 
265678719 
ence 49817 
riales; Co 
265678718 


6S ribosomal RNA, partial sequence 499730 50125 


mamonadace 
265678696 


533233 53475 


mamonadace 
265678591 

68634 
acterales; 
265678417 

94171 
mamonadace 
265678416 
ro 
mamonadace 
265678415 
nce 94484 
riales; Co 
265678414 
quence 
eria; Burk 
265678413 
48 
mamonadace 
265678412 


949535 95104 


mamonadace 
265678340 
uence 

ae; Parali 
224581445 


1419106 14206 


219878371 
quence 
bacteria; 


219878442 


1649700 16511 


obacterace 
219878316 
uence 
Rhodocycla 
219878310 
sequence 

tobacillac 
219878309 


6S ribosomal RNA, partial sequence 1838512 18400 


illus. 

219878269 
tial seque 
laceae; Ba 
219878237 


nitrativorans strain 23310 16S ribosomal RNA, partial sequence 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


4193616 4193586 14 44 gi|219846080|ref|NR_025670.1 
16S ribosomal RNA, partial sequence 4192139 4193621 Bacter 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
65089 65056 14 47 gi|265679021|ref|NR_029329.1 
n Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbas 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
186736 186691 1 46 gi| 265678939 |ref|NR_029247.1 
ribosomal RNA, partial sequence 185230 18674 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
308693 308660 14 47 gi| 265678855 |ref|NR_029161.1 


ae; Comamonas. 
ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy: 
ref|NR_029023.1 


ae; 
ref 


Hydrogenopha 
NR_029001.1 


ae; Ottowia. 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy 
ref|NR_028716.1 

946409 947922 
holderiales; Com 


ref|NR_028715.1 


Acidovorax. 
NR_028714.1 


ae; 
ref 


ae; Acidovorax. 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref|NR_027227.1 


ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


ref|NR_025581.1 
ae; Labrys. 
ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


ref 
nce 
cillus. 
ref |NR_025376.1 


NR_025408.1 
189204 


Bacteroides capillosus 
oides capillosus 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 

Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Desulfosarcina 
osarcina cetonica 

eae; Desulfosarcina. 
Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 

Hydrogenophaga 

Hydrogenophaga 
amonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Paraliobacillus 
2 Paraliobacillus 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Bacillus 
0 1893527 Bacillus 


Comamonas 


1935800 193729 


7 Comamonas 


241812 Bacteria_ 


strain 95Al1 16S 
Proteobacteria; 


241812 Bacteria_ 


frisingense stra 
frisingense Bact 
Herbaspirillum. 


241812 Bacteria_ 


strain KF46F 16S 
Proteobacteria; 


241812 Bacteria_ 


strain ATCC 1774 
Firmicutes; Clos 


241812 Bacteria_ 


cinnamivorans st 
cinnamivorans Ba 


241812 Bacteria_ 


ATCC 700122 16S 
Actinobacteria; 


241812 Bacteria_ 


palleronii strai 
palleronii Bacte 


241812 Bacteria_ 


strain CCUG 2113 
Proteobacteria; 


241812 Bacteria_ 


intermedia strai 
Bacteria; Proteo 


241812 Bacteria_ 


nitroreducens st 
nitroreducens Ba 
Diaphorobacter. 


241812 Bacteria_ 


strain IAM 12409 
Proteobacteria; 


241812 Bacteria_ 


saccharophila st 
saccharophila Ba 


241812 Bacteria_ 


lanceolatus stra 
lanceolatus Bact 


241812 Bacteria_ 


huttiense strain 
huttiense Bacter 
Herbaspirillum. 


241812 Bacteria_ 


collinoides stra 
collinoides Bact 


241812 Bacteria_ 


strain BSB411 16 
Proteobacteria; 


241812 Bacteria_ 


strain Feox-1 16 
Proteobacteria; 


241812 Bacteria_ 


strain LMG 2207 
Proteobacteria; 


241812 Bacteria_ 


strain DSM 6011 
Firmicutes; Clos 


241812 Bacteria_ 


neopropionicum s 
neopropionicum B 


241812 Bacteria_ 


thiosulfatophilu 
thiosulfatophilu 
Roseococcus. 


241812 Bacteria_ 


strain Anox B 16 
Proteobacteria; 


241812 Bacteria_ 


16S 1963174 1963134 1 42 

ribosomal RNA, complete sequence 
Gammaproteobacteria; Pasteurellales; Pa 
16S 1972044 1972011 14 47 gi 


gi 


i 
eria; Proteobacteria; Betaproteobacteri 
16S 2305459 2305426 14 47 

ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 
16S 2403915 2403882 18 51 gi 
7 16S ribosomal RNA, partial sequence 

tridia; Clostridiales; Veillonellaceae; 
16S 2431346 2431297 14 63 gi 
rain CIN1 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostri 
16S 2520607 2520554 14 67 gi 
ribosomal RNA, partial sequence 
Coriobacteridae; Coriobacteriales; Cori 
16S 2544208 2544175 14 47 gi 
n CCUG 20334 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria 
16S 2545769 2545736 14 47 gi 


gi 


Betaproteobacteria; Burkholderiales; Co 
16S 2645655 2645622 14 47 gi 
n S1 16S ribosomal RNA, partial sequenc 
bacteria; Betaproteobacteria; Burkholde 
16S 2750428 2750395 14 47 gi 


rain NA10B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobacte 
16S 2848688 2848655 14 47 gi 


Betaproteobacteria; Burkholderiales; Co 
16S 2850245 2850212 14 47 gi 
rain DSM 654 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobacte 
16S 2862660 2862627 14 47 gi 
in ATCC 14669 16S ribosomal RNA, partia 
eria; Proteobacteria; Betaproteobacteri 
16S 2868832 2868799 14 47 gi 
ATCC 14670 16S ribosomal RNA, partial 

ia; Proteobacteria; Betaproteobacteria; 
16S 2946653 2946620 13 46 gi 
in JCM1123 16S ribosomal RNA, partial s 
eria; Firmicutes; Lactobacillales; Lact 
16S 3014989 3014956 14 47 gi 
S ribosomal RNA, complete sequence 
Betaproteobacteria; Burkholderiales; Co 
16S 3270368 3270335 14 47 gi 
S ribosomal RNA, complete sequence 
Betaproteobacteria; Burkholderiales; Le 
16S 3351005 3350972 14 47 gi 
i. 
Betaproteobacteria; Burkholderiales; Bu 
16S 3526384 3526351 14 47 gi 
1 
tridia; 
16S 


Clostridiales; Clostridiaceae; 
3527944 3527911 14 47 gi 
train DSM 3847 16S ribosomal RNA, compl 
acteria; Firmicutes; Clostridia; Clostr 
16S 3581266 3581230 6 42 gi 
s strain RB-3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Alphaproteo 
16S 3590589 3590556 14 47 

S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 
16S 3614995 3614963 14 46 


gi 


Id 
gi 


1961654 19631 


n GSF30 16S ribosomal RNA, partial seq 


2303983 23054 


2519150 25206 


16S ribosomal RNA, partial sequence 2544276 25457 


16S ribosomal RNA, partial sequence 2847193 28487 


3013492 30150 


3268876 32703 


6S ribosomal RNA, partial sequence 3349528 33510 


6S ribosomal RNA, partial sequence 3524935 35264 


3589120 35906 


219878220 


steurellac 
219878214 
uence 

a; Burkhol 


219857526 


mamonadace 
219857458 
24024 
Veillonel 
219857437 
quence 

diales; Ru 
219857364 


obacterine 
219857348 
sequence 
Burkhold 
219857347 


, 


mamonadace 
219857228 
e 26441 
riales; Co 
219857154 
equence 

ria; Burkh 


219856892 


mamonadace 
219856891 
sequence 
ia; Burkh 
19856883 
sequence 
Burkhol 
19856879 
sequence 

Burkholde 


a 
2 

1 

a; 
2 


219856826 
equence 
obacillace 
219846914 


mamonadace 
219846741 


ptothrix. 
219846684 


rkholderia 
219846559 


Clostridiu 
219846558 
ete sequen 
idiales; C 
219846522 
1 sequence 
bacteria; 


219846516 


eonella. 


ref|NR_025359.1| Pasteurella skyensis 

86 Pasteurella skyensis Bacteria; 

eae; Pasteurella. 

ref|NR_025353.1| Herbaspirillum 
1970584 1972049 Herbaspirillum 

deriales; Oxalobacteraceae; 

ref|NR_025114.1| Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 
ae; Xenophilus. 
ref |NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_025025.1 

2429869 243135 
minococcaceae; Papillibacter. 
ref|NR_024952.1| Slackia exigua strain 
14 Slackia exigua ATCC 700122 Bacteria; 
ae; Coriobacteriaceae; Slackia. 
ref|NR_024936.1| Hydrogenophaga 

2542716 2544225 Hydrogenophaga 
eriales; Comamonadaceae; Hydrogenophaga. 
ref |NR_024935.1| Acidovorax facilis 
86 Acidovorax facilis Bacteria; 
ae; Acidovorax. 
ref |NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy 
ref|NR_024782.1 

2748935 275045 
olderiales; Coma 


Veillonella criceti 
nella criceti Bacteria; 


Papillibacter 
9 Papillibacter 


Hydrogenophaga 

enophaga intermedia 

drogenophaga. 
Diaphorobacter 

5 Diaphorobacter 

monadaceae; 


ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
ae; Delftia. 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref|NR_024702.1 
2861171 286267 
deriales; Comamo 
NR_024698.1 
2867356 286884 
riales; Oxalobac 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Lactobacillus 
8 Lactobacillus 


ref |NR_024645.1 
2945130 294667 
ae; Lactobacillus. 

ref|NR_026506.1| Acidovorax defluvii 
17 Acidovorax defluvii Bacteria; 

ae; Acidovorax. 
ref |NR_026333.1| Leptothrix mobilis 
96 Leptothrix mobilis Bacteria; 


ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 
ceae; Paucimonas. 
ref|NR_026151.1| Clostridium colinum 
07 Clostridium colinum Bacteria; 
m. 
ref|NR_026150.1| Clostridium 
ce 3526458 3527968 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_026114.1] Roseococcus 

3579840 3581265 Roseococcus 
Rhodospirillales; Acetobacteraceae; 
ref|NR_026108.1| Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


219846496 


ref|NR_026088.1| Alloiococcus otitis 


strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 


Firmicutes; Lact 


obacillales; Carnobacteriaceae; Alloioc 


occus. 


241812 Bacteria_16S 4082275 4082242 14 47 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

241812 Bacteria_16S 4220839 4220758 14 95 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

241812 Bacteria_16S 60571 60543 14 42 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

241812 Bacteria_16S 62119 62091 14 42 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

241812 Bacteria_16S 71120 71092 14 42 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

241812 Bacteria_16S 93566 93538 14 42 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

241812 Bacteria_16S 133479 133431 1 49 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

241812 Bacteria_16S 153111 153083 14 42 gi| 265678961 |ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

241812 Bacteria_16S 156232 156204 14 42 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

241812 Bacteria_16S 157788 157760 14 42 gi|265678958|ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

241812 Bacteria_16S 185154 185126 14 42 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

241812 Bacteria_16S 235692 235664 14 42 gi| 265678905 |ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

241812 Bacteria_16S 237328 237300 14 42 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

241812 Bacteria_16S 238910 238882 14 42 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

241812 Bacteria_16S 242043 242015 14 42 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

241812 Bacteria_16S 258721 258693 20 48 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
241812 Bacteria_16S 263107 263079 14 42 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

241812 Bacteria_16S 290322 290294 14 42 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

241812 Bacteria_16S 441459 441415 1 45 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

241812 Bacteria_16S 455338 455306 14 46 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 


strain R 16086 1 
Firmicutes; Baci 


241812 Bacteria_ 


rudongensis stra 
rudongensis Bact 


241812 Bacteria_ 


strain R 8118 16 
Proteobacteria; 


241812 Bacteria_ 


strain JR 16S ri 
Deferribacteres; 


241812 Bacteria_ 


6S ribosomal RNA, 


complete sequence 453819 45536 


6 Macrococcus hajekii Bacteria; 


llales; Macrococcus. 

16S 464362 464334 14 42 gi| 265678742 |ref|NR_029047.1| Ancylobacter 

in AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 

eria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
16S 468869 468841 14 42 gi| 265678739 |ref|NR_029044.1| Burkholderia terricola 
S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 543893 543865 14 42 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 


bosomal RNA, partial sequence 


Deferribacterales; Deferribacteraceae; 


542382 54390 


Deferriba 


16S 584838 584810 14 42 gi 


cter 


0 Deferribacter abyssi Bacteria; 


265678663 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 


ref|NR_028968.1] Paracoccus 
583422 584837 Paracoccus 


seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


241812 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


241812 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


241812 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


241812 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


241812 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


241812 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


241812 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


241812 Bacteria_16S 


marinus subsp. pa 


Prochlorococcacea 


595404 595376 20 48 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
639464 639436 14 42 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
694041 694009 3 35 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
737882 737838 1 45 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
824118 824090 14 42 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
847053 847025 14 42 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

866668 866640 14 42 gi 
ain PCE-M2 16S ribosomal RNA, partial 

teria; Proteobacteria; Epsilonproteoba 


868236 868208 14 42 


gi 
ammaproteobacteria; Xanthomonadales; X 
880050 880022 14 42 gi 
storis strain PCC 9511 16S ribosomal R 


e; Prochlorococcus. 


265678656 
1 sequence 
ales; Rumi 
265678625 
ence 63798 
nadales; X 
265678587 


692571 69404 


nctomyceta 
265678556 


736380 73789 


ataceae; E 
265678497 
sequence 
a; Burkhol 
265678482 


845553 84708 


Clostridiu 
265678468 
sequence 
cteria; Ca 


265678467 


16S ribosomal RNA, partial sequence 866725 86827 


anthomonad 
265678459 
NA, partia 


241812 Bacteria_16S 910718 910690 14 42 gi| 265678438 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 

xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
241812 Bacteria_16S 932379 932351 14 42 gi| 265678424 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial seque 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridial 
241812 Bacteria_16S 991007 990975 10 42 gi| 265678384 
strain I-75 16S ribosomal RNA, partial sequence 989496 99101 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
241812 Bacteria_16S 1070134 1070042 14 105 gi| 265678331 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 
241812 Bacteria_16S 1193952 1193924 14 42 gi| 228715722 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Borde 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
241812 Bacteria_16S 1197068 1197040 14 42 gi|228715574 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 11955 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacter 
241812 Bacteria_16S 1267924 1267892 15 47 gi| 219846423 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 12679 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 
241812 Bacteria_16S 1279796 1279752 1 45 gi| 219846093 


strain ELCA-2 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


241812 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


241812 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 


cellulosolvens 6 
Bacteria; Firmicu 


241812 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


241812 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


241812 Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
1284276 1284248 14 42 gi 


etaproteobacteria; Burkholderiales; Bu 
1285830 1285802 14 42 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1303939 1303911 14 42 gi 
tes; Clostridia; Clostridiales; Eubact 
1313033 1313005 14 42 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1329952 1329920 14 46 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1360400 1360372 14 42 gi 


1278319 12798 


ataceae; M 
219846066 


16S ribosomal RNA, partial sequence 1282800 12842 


rkholderia 
219846054 
sequence 
icoccus. 
219846514 


eriaceae; 

228721465 
sequence 

eria; Xant 


219846090 
13284 
nellaceae; 

228720024 


thailandensis strain E264 16S ribosomal RNA, partial sequence 


ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 

nococcaceae; Faecalibacterium. 

ref |NR_028930.1| Stenotrophomonas 

2 639478 Stenotrophomonas rhizophila 

anthomonadaceae; Stenotrophomonas. 

ref|NR_028892.1| Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


ceae; Isosphaera. 
ref|NR_028860.1| Entomoplasma lucivorax 
7 Entomoplasma lucivorax Bacteria; 
ntomoplasma. 
ref|NR_028800.1| Cupriavidus 
822620 824161 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028785.1| Clostridium scindens 
1 Clostridium scindens Bacteria; 
m. 
ref|NR_028771.1| Sulfurospirillum 
865186 866674 Sulfurospirillum 
mpylobacterales; Campylobacteraceae; 
ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
aceae; Xanthomonas. 
ref|NR_028762.1| Prochlorococcus 
1 sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


ref|NR_028740.1| Clostridium 

909211 910743 Clostridium 
stridiaceae; Clostridium. 
ref|NR_028726.1| Clostridium 
nce 930884 932385 Clostridium 
es; Clostridiaceae; Clostridium. 
ref|NR_028686.1| Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
teriaceae; Citrobacter. 

ref|NR_028633.1| Brevundimonas nasdae 
33 Brevundimonas nasdae Bacteria; 
aceae; Brevundimonas. 

ref|NR_027537.1| Bordetella hinzii LMG 
tella hinzii LMG 13501 Bacteria; 

ae; Bordetella. 
ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovibrio. 
ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 


Denitrovibrio 
ovibrio acetiphilus DSM 


ceae; Massilia. 
ref|NR_025683.1| Mesoplasma corruscae 
03 Mesoplasma corruscae Bacteria; 
esoplasma. 
ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 
ceae; Burkholderia. 
ref|NR_025644.1| Jeotgalicoccus 
1284334 1285840 Jeotgalicoccus 
ref|NR_026106.1| Eubacterium 
66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_027606.1| Xanthomonas arboricola 
1311542 1313043 Xanthomonas arboricola 
homonadales; Xanthomonadaceae; 
ref|NR_025680.1| Dialister invisus DSM 
39 1329962 Dialister invisus DSM 15470 
Dialister. 
ref|NR_027587.1| Burkholderia 


1358923 1360410 Burkholderia 


thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; ps 


eudomallei group. 


241812 Bacteria_16S 1374040 1374012 14 42 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

241812 Bacteria_16S 1389141 1389113 14 42 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

241812 Bacteria_16S 1425234 1425206 14 42 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

241812 Bacteria_16S 1439177 1439149 14 42 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

241812 Bacteria_16S 1466416 1466388 14 42 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

241812 Bacteria_16S 1492232 1492204 14 42 gi| 219846902 |ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

241812 Bacteria_16S 1519115 1519087 14 42 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

241812 Bacteria_16S 1654217 1654189 14 42 gi|219878439|ref|NR_025578.1| Thermomonas brevis 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

241812 Bacteria_16S 1655764 1655736 14 42 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

241812 Bacteria_16S 1689219 1689187 14 46 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 


strain 6AG 16S ri 
Bacil 


Firmicutes; 


241812 Bacteria_ 


strain JK 615 16 
Firmicutes; Clos 


241812 Bacteria_ 


LMG 19981 16S ri 
Proteobacteria; 


241812 Bacteria_ 
denitrificans str 
denitrificans Bac 
Sterolibacterium. 
241812 Bacteria_ 
stellipolaris str 
stellipolaris Bac 


Alteromonas. 


241812 Bacteria_ 


strain LMG 21857 
Proteobacteria; 


241812 Bacteria_ 
thiooxidans strai 
thiooxidans Bacte 
241812 Bacteria_ 


strain DSM 11334 
Proteobacteria; 


241812 Bacteria_ 


strain LMG 1945, 
Proteobacteria; 


241812 Bacteria_ 


strain Se-1111R 
Proteobacteria; 


241812 Bacteria_ 


macestii strain 
Bacteria; Proteo 


241812 Bacteria_ 


strain DSM 5000 
Proteobacteria; 


241812 Bacteria_ 


strain DSM 30063 
Proteobacteria; 


241812 Bacteria_ 


bosomal RNA, partial sequence 


1687712 16892 


35 Bacillus saliphilus Bacteria; 


lales; Bacillaceae; Bacillus. 

16S 1733588 1733560 14 42 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
tridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

16S 1815588 1815560 14 42 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
bosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

16S 1836873 1836845 14 42 gi|219878311|ref|NR_025450.1| Sterolibacterium 

ain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

16S 1861234 1861198 6 42 gi|219878294|ref|NR_025433.1| Alteromonas 

ain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 

teria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

16S 1870394 1870358 6 42 gi|219878288|ref|NR_025427.1| Glaciecola polaris 


Gammaproteobacteria; Alteromonadales; A 
16S 1879533 1879505 14 42 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
16S 1898203 1898175 14 42 gi 


Betaproteobacteria; Burkholderiales; Al 
16S 1899746 1899718 14 42 gi 
R8846 16S ribosomal RNA, partial seque 
Betaproteobacteria; Burkholderiales; Al 
16S 1947994 1947966 14 42 gi 
1 
Betaproteobacteria; Burkholderiales; Al 
16S 1978276 1978248 16 44 gi 
M-9 16S ribosomal RNA, partial sequence 
bacteria; Deltaproteobacteria; Desulfov 
16S 1989240 1989208 10 42 gi 
1 
Gammaproteobacteria; Enterobacteriales; 
16S 1992337 1992305 10 42 gi 


Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 1868909 18703 


1lteromonad 
219878282 
uence 

a; Burkhol 
219878265 


16S ribosomal RNA, partial sequence 1896710 18982 


caligenace 
219878264 
nce 18982 
caligenace 
219878230 


6S ribosomal RNA, partial sequence 1946525 19480 


caligenace 
219878210 
19767 
ibrionales 
219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 
219878201 


16S ribosomal RNA, partial sequence 1990842 19923 


Enterobac 


16S 2004649 2004617 10 42 gi 


219878193 


93 Glaciecola polaris Bacteria; 
aceae; Glaciecola. 
ref|NR_025421.1| Limnobacter 

1878060 1879547 Limnobacter 
deriales; Burkholderiaceae; Limnobacter. 
ref|NR_025404.1| Bordetella trematum 
30 Bordetella trematum Bacteria; 
ae; Bordetella. 
ref|NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025369.1| Bordetella petrii 
20 Bordetella petrii Bacteria; 
ae; Bordetella. 
ref |NR_025349.1 
73 1978275 Desulf 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Desulfomicrobium 
omicrobium macestii 

; Desulfomicrobiaceae; Desulfomicrobium. 
ref|NR_025342.1] Tatumella ptyseos 

39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 

ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref|NR_025332.1| Budvicia aquatica 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 


241812 Bacteria_16S 
broegbernensis st 
broegbernensis Ba 


Pseudoxanthomonas 


241812 Bacteria_16S 


nitritireducens s 


nitritireducens B 


Stenotrophomonas. 


241812 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; 


strain 58Eu 16S r 
Proteobacteria; B 


241812 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 


241812 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


241812 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


241812 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


241812 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


241812 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


241812 Bacteria_16S 


strain DSM 11853 


Proteobacteria; B 


241812 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


241812 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


241812 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


241812 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


241812 Bacteria_16S 


strain IPT10 16S 


Proteobacteria; B 


241812 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


241812 Bacteria_16S 


caledonica strain 
caledonica Bacter 


241812 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


241812 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


241812 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


G 
241812 Bacteria_16S 


2042418 2042390 14 42 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


L 


2043978 2043950 14 42 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2045553 2045525 14 42 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2068537 2068509 14 42 gi 

ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2070069 2070041 14 42 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2071647 2071619 18 46 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2074704 2074676 14 42 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2156579 2156551 14 42 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 
Rubrobacter. 
2161103 2161031 15 
in PA 5 
eria; P 


an 


Rhod 
gi 


Oc 


Oc 


ue 
ci 


en 
ri 


qu 
Ru 


87 gi 
1 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


qu 
baa 


2185439 2185411 14 42 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


qu 
ia 


2275301 2275273 14 42 


gi 
etaproteobacteria; Burkholderiales; Burk 
2276835 2276807 14 42 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2288925 2288881 1 45 gi 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; 
2319094 2319066 14 


nce 
ri 


Entomoplasmat 

42 gi 
en 
acteria; Gammaproteobacteria; Xanthomona 
2320686 2320658 14 42 gi 
rain AMX 19 16S ribosomal RNA, partial 


cteria; Proteobacteria; Gammaproteobac 


s 
te 


2331190 2331162 14 42 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2385723 2385695 14 42 gi 


gi 


rk 


etaproteobacteria; Burkholderiales; Burk 
2387249 2387221 14 42 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 


2411622 2411594 14 42 gi 


se 


, 


etaproteobacteria; Burkholderiales; Te 
2467878 2467850 14 42 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2499311 2499283 14 42 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


pi 


cl 


Oc 


241812 Bacteria_16S 


219878167 
te 
219878166 
qu 
ct 
219878165 
219878145 
2067059 20 


219878144 
2068593 20 


219878143 


219878141 


219857631 


219857628 


219857609 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 


219857549 
219857540 
2287434 22889 


219857517 


219857516 


219857509 
2329695 23312 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 


219857469 
219857453 
6S ribosomal RNA, partial sequence 2410156 24116 


219857405 
2466381 24678 


219857384 
2497830 24993 


ref|NR_025306.1 
2040918 204243 
thomonadales; X 


seque 
ria; 


nce 
Xan 


ref|NR_025305.1 
2042490 204400 
nthomonadales; 


ence 
eria; Xa 
ref |NR_025304.1 
53 2045572 Lutei 
aceae; Luteimona 
ref|NR_025284.1 


20 
thomo 


440 
nad 


685 
eae 


; Th 
ref 


auera. 
NR_025283.1 


yclac 


700 
eae 


; Thauera. 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025220.1 

2155131 215660 
rales; Rubrobact 


yclac 


nce 


llaceae; 


ce 20732 
ales; Al 


ence 
brobacte 


17.1 
0 


ref |NR_0252 
2159648 21611 
spirillales; Ac 


ence 
a; Rhodo 


ref|NR_0251 
2183928 21854 
monadales; Xant 


98.1 
6 
h 


ence 
Xantho: 


’ 


ref|NR_025138.1 


holderiaceae; Cupriavidu 
ref |NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 


ref|NR_025128.1 


e 22753 
ales; Bu 


aceae; Mesoplasma. 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 


thomonadales; Xa 


ce 23175 
dales; X 


equence 
ria; Xan 


ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025041.1 


holderia 


holderia 


quence 
Burkhold 


dimonas. 


ref|NR_024993.1 


ostridium. 


ref |NR_024972.1 


yclaceae; Thauera. 


2532742 2532714 14 42 gi 


219857356 


a 


xX 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Luteimonas mephitis 


monas mephitis Bacteria; 


s. 
Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Thermobacillus 
8 Thermobacillus 


Castellaniella 
laniella defragrans 
stellaniella. 

Rubrobacter 
6 Rubrobacter 
erineae; 


Swaminathania 
2 Swaminathania 
tobacteraceae; 


Pseudoxanthomonas 
6 Pseudoxanthomonas 


omonadaceae; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Cupriavidus 
vidus campinensis 
Cupriavidus. 
Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


ref|NR_024944.1 


Cupriavidus pauculus 


strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


241812 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


methoxybenzovoran 
methoxybenzovoran 


241812 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


241812 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


241812 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


241812 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


241812 Bacteria_16S 


mechernichensis s 
mechernichensis B 


histidinovorans s 
histidinovorans B 


strain 2Z-7934 16S 
Firmicutes; Clost 


strain DSM 12081 


Proteobacteria; B 


241812 Bacteria_16S 
n RAOx- 
ria; 
241812 Bacteria_16S 

RAOx1 
tes; 
241812 Bacteria_16S 

DSM 40 
ia; 
241812 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


oxalaticus strain 
Bacteria; Firmicu 


guttoideum strain 
guttoideum Bacter 


strain LMG 471 16 
Proteobacteria; G 


241812 Bacteria_16S 


strain LMG 8678 1 
Proteobacteria; G 


241812 Bacteria_16S 


strain LMG 947 16 
Proteobacteria; G 


241812 Bacteria_16S 


strain LMG 673 16 
Proteobacteria; G 


241812 Bacteria_16S 
n LMG 9 
ria; 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


241812 Bacteria_16S 


strain LMG 690 16 
Proteobacteria; G 


241812 Bacteria_16S 


strain LMG 733 16 
Proteobacteria; G 


241812 Bacteria_16S 


strain LMG 847 16 
Proteobacteria; G 


acteria; 
241812 Bacteria_16S 
s Bacteria; 
ridia; 
241812 Bacteria_16S 


Bacteria; 


ria; 


ridiales; 


acteria; 
241812 Bacteria_16S 


acteria; 
241812 Bacteria_16S 


ridia; 
241812 Bacteria_16S 


S ribos 


S ribos 


S ribos 


S ribos 


S ribos 


S ribos 


241812 Bacteria_16S 


Firmicutes; 


Bacillales; 


Firmicutes; 


2565684 2565656 14 
train DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
Clostridiales; 
219857286 
sequence 
Clostridiales; 
219857255 


Firmicutes; 
2573352 2573324 14 
s strain SR3 16S ribosomal RNA, partial 
Firmicutes; 
2616557 2616529 14 
16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
Clostridiales; Clostridiales Family XII. 
2625755 2625727 14 
strain RP5557 16S ribosomal RNA, partial 
Proteobacteria; 


2851814 2851786 14 
n ATCC 19867 16S ribosomal RNA, partial 
Proteobacteria; 


3033114 3033086 14 
somal RNA, partial sequence 3031628 3033115 Clostridium indolis 
Clostridiaceae; 
3060575 3060547 14 

ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
3062116 3062088 14 
train TL1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
3089082 3089054 14 

train Z-7940 16S ribosomal RNA, partial 
Firmicutes; 
3102527 3102499 14 
ribosomal RNA, partial sequence 
Clostridiales; 
3114541 3114513 14 
16S ribosomal RNA, 
etaproteobacteria; 
3122129 3122097 14 


complete sequence 
Rhodocyclales; 


Bacillales; 
3123676 3123644 14 


3158441 3158413 14 


omal RNA, partial sequence 
ammaproteobacteria; 
3188835 3188807 14 


3190387 3190359 14 
omal RNA, partial sequence 
ammaproteobacteria; 
3191939 3191911 14 
omal RNA, partial sequence 
ammaproteobacteria; 
3193491 3193463 14 
omal RNA, partial sequence 
ammaproteobacteria; 
3195041 3195013 14 


42 gi 
Clostridia; 
42 gi 
Clostridia; 


42 gi 


42 gi|219857 


Gammaproteobacteria; 


42 gi|219846 
Clostridium. 


42 gi|219846 


42 gi|219846 
Betaproteobacteria; 
42 gi| 219846 


Clostridia; 


42 gi|219846 
Clostridiaceae; 


42 gi| 219846 


46 gi|219846 


46 gi|219846 


42 gi|219846 
Clostridiales; 
42 gi|219846 
Xanthomonadales; 
42 gi|219846 
Xanthomonadales; 
42 gi|219846 
Xanthomonadales; 


42 gi|219846 


Xanthomonadales; 
42 gi|219846 
Gammaproteobacteria; 


42 gi|219846 
Xanthomonadales; 
42 gi|219846 
Xanthomonadales; 
42 gi|219846 
Xanthomonadales; 
42 gi 


219846 


219857291 


248 


Pseudomonadales; 


901 


882 


3059104 30605 


881 


Rhodocyclales; 


863 


sequence 
Clostridiales; 


854 


3101054 31025 
Tindallia. 


846 


31130 
Rhodocyclaceae; 


841 


FS 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


840 


16S ribosomal RNA, partial sequence 31221 
Paenibacillaceae; Aneurinibacil 


817 


24 16S ribosomal RNA, partial sequence 
Clostridia; 
3182627 3182599 14 

omal RNA, partial sequence 
ammaproteobacteria; 
3184179 3184151 14 
6S ribo 


Lachnospiraceae. 


800 


3181138 31826 
Xanthomonadaceae; 


799 


somal RNA, partial sequence 3182688 31841 
ammaproteobacteria; 
3185731 3185703 14 
omal RNA, partial sequence 
ammaproteobacteria; 
3187283 3187255 14 


Xanthomonadaceae; 


798 


3184240 31857 
Xanthomonadaceae; 


797 


3185792 31872 
Xanthomonadaceae; 


796 


11 16S ribosomal RNA, partial sequence 


Proteobacteria; Xanthomonadales; 


795 


3188896 31903 
Xanthomonadaceae; 


794 


3190448 31919 
Xanthomonadaceae; 


793 


3192000 31935 
Xanthomonadaceae; 


792 


Aneurinibacillus 


ref|NR_024922.1| Eubacterium 
Eubacteriaceae; Eubacterium. 
ref|NR_024917.1| Clostridium 
2571864 2573377 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_024886.1| Fusibacter paucivorans 
Fusibacter. 
Rhodanobacter 


Incertae Sedis; 
ref |NR_024878.1 


sequence 2624254 2625756 Rhodanobacter 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
42 gi|219856890|ref|NR_024709.1| Pseudomonas 
sequence 2850317 2851835 Pseudomonas 


Pseudomonadaceae; 
ref |NR_026493.1| Clostridium indolis 
Bacteria; Firmicutes; 


ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 
Thauera. 
ref|NR_026473.1| Thauera 

3060645 3062135 Thauera 
Rhodocyclaceae; Thauera. 
NR_026455.1| Natronincola 
3087607 3089090 Natronincola 
Clostridiaceae; Natronincola. 
ref|NR_026446.1| Tindallia magadiensis 
35 Tindallia magadiensis Bacteria; 


ref|NR_026438.1| Azoarcus anaerobius 
39 3114569 Azoarcus anaerobius Bacteria; 
Azoarcus. 
ref |NR_026433.1| Ammoniphilus 
3120644 3122140 Ammoniphilus 
group; Ammoniphilus. 
ref |NR_026432.1| Ammoniphilus 
91 3123687 Ammoniphilus oxalaticus 
lus group; Ammoniphilus. 
ref|NR_026409.1| Desulfotomaculum 
3156952 3158446 Desulfotomaculum 


ref|NR_026392.1| Xanthomonas sacchari 
37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 
ref|NR_026391.1| Xanthomonas codiaei 
89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 
ref|NR_026390.1| Xanthomonas bromi 
41 Xanthomonas bromi Bacteria; 
Xanthomonas. 
ref|NR_026389.1|] Xanthomonas cassavae 
93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 
ref|NR_026388.1] Xanthomonas 

3187344 3188845 Xanthomonas 
Xanthomonadaceae; 


ref|NR_026387.1| Xanthomonas cucurbitae 
97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 

ref|NR_026386.1| Xanthomonas hortorum 
49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 
ref|NR_026385.1] Xanthomonas 
01 Xanthomonas pisi Bacteria; 
Xanthomonas. 
NR_026384.1| Xanthomonas 


pisi 


ref melonis 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


241812 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; 


strain LMG 5047 1 
Proteobacteria; 


strain LMG 708 16 
Proteobacteria; 


strain LMG 538 16 
Proteobacteria; 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


241812 Bacteria_16S 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blaut 


Clostridia; Clost 


241812 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


241812 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


241812 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


241812 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


241812 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


241812 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


241812 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


241812 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


241812 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


241812 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


241812 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


241812 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


241812 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


241812 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


G 
241812 Bacteria_16S 


G 
241812 Bacteria_16S 


G 
241812 Bacteria_16S 


G 
241812 Bacteria_16S 


3196593 3196565 14 42 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3291658 3291630 14 42 gi 


gi 


ammaproteobacteria; Xanthomonadales; X 
3293210 3293182 14 42 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3294762 3294734 14 42 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3296312 3296284 14 42 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


3302404 3302376 14 42 


gi 
ridiales; Blautia. 

3445855 3445827 18 46 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3500661 3500617 1 45 gi 


6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

3557220 3557192 14 42 
bosomal RNA, partial sequence 

etaproteobacteria; Rhodocyclales; Rhod 
3585947 3585919 18 46 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3595177 3595145 14 46 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3596716 3596688 14 42 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3598251 3598223 14 42 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3599799 3599771 14 42 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3655827 3655795 15 47 gi 
ain Benl03 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


gi 


3678818 3678790 14 42 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3851671 3851639 14 46 gi 
rain ATCC 35603 16S ribosomal RNA, par 
cc 35603 Bacteria; Firmicutes; Clostri 


4073033 4073005 14 42 gi 
rain BOR-Y 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 


4080734 4080654 1 81 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4135124 4135096 14 


gi 


Spiroplasma 
42 gi 


an 


an 


an 


an 


eq 
ia 


en 
ne 


Oc 


en 
ne 


1 


di 


cl 


en 
sp 


al 
id 


se 


er 


ue 


ti 
di 


se 
id 


ta 


es; 


219846791 
3195102 31966 
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241812 Bacteria_16S 4136674 4136630 1 45 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
241812 Bacteria_16S 4138240 4138196 1 45 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

241812 Bacteria_16S 4141372 41413281 45 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
241812 Bacteria_16S 4142936 4142892 1 45 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

241812 Bacteria_16S 4144502 4144458 1 45 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

241812 Bacteria_16S 4146069 4146025 1 45 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
241812 Bacteria_16S 4150754 41507101 45 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

241812 Bacteria_16S 4153748 4153704 1 45 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

241812 Bacteria_16S 4155313 4155269 1 45 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

241812 Bacteria_16S 4156879 4156835 1 45 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

241812 Bacteria_16S 4160010 4159966 1 45 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

241812 Bacteria_16S 4161576 4161532 1 45 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
241812 Bacteria_16S 4164607 4164563 1 45 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

241812 Bacteria_16S 4175288 41752441 45 gi|219846097|ref|NR_025687.1| Mesoplasma 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
241812 Bacteria_16S 4178298 4178270 14 42 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
241812 Bacteria_16S 4181441 41813971 45 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

241812 Bacteria_16S 4190543 4190515 14 42 gi| 219846083 |ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

241812 Bacteria_16S 4225373 4225345 14 42 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

241812 Bacteria_16S 92001 91974 14 41 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

241812 Bacteria_16S 107472 107445 14 41 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

241812 Bacteria_16S 254202 254171 16 47 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

241812 Bacteria_16S 485713 485686 14 41 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

241812 Bacteria_16S 516355 516320 7 42 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
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bacillales; Enterococcaceae; Enterococcus. 

2845600 2845573 14 41 gi| 219856894 

1 RNA, partial sequence 2844116 2845615 Borre 

pirochaetaceae; Borrelia; Borrelia burgdorferi g 

2890449 2890410 20 59 gi| 219856863 

6S ribosomal RNA, partial sequence 2888980 28904 


Eu 
219846910 
3019481 30209 
T 
219846903 
3030089 30315 


219846887 
complete sequence 3051418 30529 


219846812 
3164429 31659 
219846776 


219846668 


219846667 


senegalense Bacteria 


219846543 


id 


219846466 


219846465 


219846463 


219846453 


219846447 


219846392 


3759507 37610 


219846334 


219846310 
3877677 38791 


bacteriu 


hermus. 


otrichac 


Pelobact 


lus. 


ce 32160 
Streptoc 


ence 


es; Halo 


al seque 
iales; C 


equence 
a; Alter 


ence 
ia; Alte 


sequenc 
ria; Alt 


quence 
les; Hal 


quence 
diales; 


e 38411 
erobiace 


hermus. 


4238943 4238908 14 49 gi 
ribosomal RNA, complete sequence 
no 


14967 14926 a 42 


gi 


219846043 
4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


241812 Bacteria_16S 265679054 


mycineae 


v 


ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 


m. 

ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 
acterium. 

ref|NR_024904.1| Enterococcus dispar 
38 2593451 Enterococcus dispar Bacteria; 
ref|NR_024713.1| Borrelia sinica strain 
lia sinica Bacteria; Spirochaetes; 
roup. 

ref|NR_024682.1| Eubacterium budayi 

51 Eubacterium budayi Bacteria; 


m. 
ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 


ref|NR_026495.1| Clostridium cocleatum 
77 Clostridium cocleatum Bacteria; 

eae. 
ref|NR_026479.1| Malonomonas rubra 

42 Malonomonas rubra Bacteria; 

eraceae; Malonomonas. 

ref|NR_026404.1| Lactobacillus kunkeei 
45 Lactobacillus kunkeei Bacteria; 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026260.1 

3372496 337395 


Streptococcus 
ococcus thoraltensis 


Halanaerobacter 
0 Halanaerobacter 
bacteroidaceae; Halanaerobacter. 
ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 


ia. 
ref|NR_026258.1| Halanaerobium 
RNA, partial sequence 3375527 3377012 


Firmicutes; Clostridia; 


Clostridium 
2 3551038 Clostridium 
lostridium. 


ref 
nce 


NR_026135.1 
354957 
lostridiaceae; C 
ref|NR_026058.1] Shewanella 
3657404 3658910 Shewanella 
omonadales; Shewanellaceae; 
ref|NR_026057.1] Shewanella 
3658961 3660465 Shewanella 
romonadales; Shewanellaceae; 
ref|NR_026055.1| Colwellia 
e 3662041 3663526 Colwellia 
eromonadales; Colwelliaceae; Colwellia. 
ref|NR_026044.1| Halanaerobium 
3675717 3677244 Halanaerobium 
anaerobiaceae; Halanaerobium. 
ref|NR_026038.1| Desulfitobacterium 
3684807 3686313 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref|NR_025983.1| Borrelia coriaceae 
25 Borrelia coriaceae Bacteria; 


Shewanella. 


Shewanella. 


Halanaerobium 
erobium lacurosei 


ref |NR_025924.1 
23 3842666 Halana 
ae; Halanaerobium. 

ref|NR_025900.1| Thermus aquaticus 
46 Thermus aquaticus Bacteria; 


ref|NR_025633.1| Actinomyces dentalis 
60 Actinomyces dentalis Bacteria; 


subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 


; Actinomycetaceae; Actinomyces. 
ref|NR_029362.1| Francisella tularensis 
13461 14981 Francisella tularensis 


subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 


Francisella. 


241812 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


241812 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


241812 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


241812 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


241812 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


241812 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


241812 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


241812 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


241812 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


241812 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


241812 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


241812 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


241812 Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 


Dethiosulfovibrio. 
241812 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


241812 Bacteria_16S 


strain R5292 16S 
Actinobacteria; A 


241812 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


241812 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


241812 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


241812 Bacteria_16S 
16S ribosomal RNA, partial sequence 2449732 24511 


strain KCTC 3666 
Firmicutes; Bacil 


241812 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


241812 Bacteria_16S 


strain HPA92 16S 


102922 102896 20 46 gi 
strain L420-91 16S ribosomal RNA, part 
Bacteria; Firmicutes; Bacillales; Paen 


130336 130302 14 48 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
313236 313210 20 46 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
654603 654577 20 46 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
665168 665142 14 40 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


gi 


739446 739413 14 47 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
799681 799655 20 46 gi 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
851357 851331 20 46 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
871264 871202 19 81 gi 
in B0O71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


906116 906090 20 46 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
r. 

1088042 1088016 20 
1 RNA, complete sequence 
laceae; Bacillus. 
1156098 1156072 20 


46 gi 


46 gi 


tes; Bacillales; Bacillaceae; Oceanoba 
1172839 1172813 14 40 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 


1207661 1207635 20 46 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1683227 1683193 14 48 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1853654 1853620 14 48 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

2316098 2316068 17 47 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2417866 2417840 20 46 gi 


W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2451176 2451150 20 46 gi 


lales; Thermoactinomycetaceae; Laceyel 
2601010 2600982 14 42 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2602564 2602536 14 42 gi 
ribosomal RNA, partial sequence 


265678995 
ial sequen 
ibacillace 


265678976 


128870 13034 


ae; Prevot 
265678852 
equence 
ylococcus. 
265678614 
ence 65316 
idiaceae; 
265678606 
quence 
ales; Clos 
265678555 
ence 73794 
riales; Ox 
265678513 


798207 79971 


elotrichac 
265678479 


849874 85135 


e; Heliore 
265678465 
uence 
ria; Rhizo 
265678441 
ence 90455 
aerobacter 


265678318 


1086532 1088056 Bacil 


253680753 


16S ribosomal RNA, partial sequence 1154576 11561 


cillus. 

228719312 
ence 11713 
istia; Syn 


228715354 
12061 
richales; 
219878420 


1681727 16832 


nomycineae 
219878299 
sequence 
dae; Actin 


219857519 
23146 
mamonadace 
219857448 
sequence 
ococcaceae 
219857419 


la 
219857268 
al sequenc 
ria; Paste 
219857267 


ref |NR_029303.1| Aneurinibacillus 

ce 101441 102925 Aneurinibacillus 
ae; Aneurinibacillus group; 
ref|NR_029284.1| Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


ella. 
ref|NR_029158.1| Staphylococcus 
311738 313264 Staphylococcus 
ref|NR_028919.1| Caloranaerobacter 
3 654605 Caloranaerobacter azorensis 
Caloranaerobacter. 
ref|NR_028911.1] Anaerovorax 
663698 665185 Anaerovorax 
tridiales Family XIII. Incertae Sedis; 
ref|NR_028859.1| Herbaspirillum 
8 739471 Herbaspirillum lusitanum 
alobacteraceae; Herbaspirillum. 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_028782.1| Heliorestis baculata 
8 Heliorestis baculata Bacteria; 
stis. 
ref|NR_028768.1| Bradyrhizobium 
869838 871263 Bradyrhizobium 
biales; Bradyrhizobiaceae; 
ref|NR_028743.1| Thermoanaerobacter 
8 906118 Thermoanaerobacter 
ales; Thermoanaerobacteraceae; 
ref|NR_028620.1| Bacillus akibai strain 


lus akibai Bacteria; Firmicutes; 
ref|NR_028001.1| Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


ref |NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Catenibacterium 
bacterium mitsuokai DSM 
Erysipelotrichaceae; Catenibacterium. 
ref|NR_025559.1| Actinomyces oricola 
34 Actinomyces oricola Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref |NR_025438.1| Thermobifida 
1852181 1853675 Thermobifida 
omycetales; Streptosporangineae; 


ref |NR_027526.1 
79 1207663 Cateni 


Comamonas koreensis 
nas koreensis Bacteria; 


ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


Streptococcus 
5 Streptococcus 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


2601060 2602563 Mannheimia ruminalis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 


241812 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


241812 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


241812 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


241812 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


241812 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


241812 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


acteria; Gammaproteobacteria; Xanthomo 
3086112 3086086 16 42 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


na 


al 
ri 


241812 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


241812 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


3087557 3087531 16 42 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


ue 
er 


3307096 3307070 16 42 


gi 


bacillales; Lactobacillaceae; Lactobacil 


241812 Bacteria_16S 


halophilus strain 
halophilus Bacter 


241812 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


241812 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


241812 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


241812 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


241812 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


241812 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


241812 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


34614 16S ribosom 
Alphaproteobacter 


241812 Bacteria_16S 


strain WSU 86/104 
Chlamydiae; Chlam 


241812 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


241812 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


pneumoniae strain 
pneumoniae Bacter 


241812 Bacteria_16S 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 


bacillales; 
241812 Bacteria_16S 


3361882 3361856 20 46 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3521883 3521841 15 57 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


se 
e; 


s 
ri 


3540200 3540174 20 46 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3750363 3750325 4 42 
ibosomal RNA, partial sequence 


gi 


gi 


2604118 2604090 14 42 gi|219857266|ref|NR_024897.1 
bosomal RNA, partial sequence 2602614 26041 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

2605672 2605644 14 42 gi|219857265|ref|NR_024896.1 
ibosomal RNA, partial sequence 2604168 26056 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

2705628 2705602 16 42 gi|219857185|ref|NR_024813.1 
n JCM 1039 16S ribosomal RNA, partial sequence 2704122 270562 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 

2731350 2731320 20 50 gi|219857167|ref|NR_024795.1 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis 
eltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae 

2858060 2858034 16 42 gi|219856886|ref|NR_024705.1 

16S ribosomal RNA, partial sequence 2856557 2858059 Pseudo: 


dales; 


219846865 
sequenc 
Rhodo 


a; 


219846864 


nce 
ia; 


219846717 
6S ribosomal RNA, partial sequence 3305595 33071 


lus. 


219846676 


quence 


a; 


219846550 
3538695 35402 


219846401 
3748871 37503 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3905342 3905284 23 81 gi|219846292|ref|NR_025882.1 
in NRRL NRS-290 16S ribosomal RNA, partial sequence 390383 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
4107819 41077611 59 gi| 219846148 |ref|NR_025738.1 
ibosomal RNA, partial sequence 4106362 4107818 Acholeplasma 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678573 
74335 
Cory 


714842 714789 14 67 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


771976 771951 17 42 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
804331 804302 20 49 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
827159 827098 20 81 gi 
al RNA, partial sequence 


gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 
974144 974063 14 95 gi| 265678395 |ref|NR_028697.1 
4 16S ribosomal RNA, complete sequence 972617 974173 Waddli 
ydiales; Waddliaceae; Waddlia. 
1004810 1004785 17 42 gi| 265678375 |ref|NR_028677.1 
16S ribosomal RNA, partial sequence 1003352 1004810 Kluyve 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyv 
1021494 1021469 21 46 gi|265678364|ref|NR_028666.1 


bosomal RNA, complete sequence 
Streptococcaceae; 

1023046 1023021 21 46 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 


1323891 1323866 21 46 gi 


Streptococ 


es; 


265678532 
770475 77198 
seudomonad 
265678510 
802889 80433 


265678495 
825713 827158 Bosea 


1019984 10214 


cus. 


265678363 
e sequence 
tococcacea 
228715345 


Rhod 


Marinoc 
219846562 
equence 
Desul 


Xanthomonadaceae; 
ref |NR_026457.1 
e 3084717 308611 


bacterales; Rhod 


NR_026456.1 
5 
terales; fe) 
ref |NR_026309.1 
06 Lactobacillus 


NR_026268.1 
3360383 336190 
occus. 
ref|NR_026154.1 

3520389 352188 
furomonadales; P 


ref|NR_026142.1 


ref |NR_025992.1 


eplasma. 
ref |NR_028878.1 
9 714869 Mycoba 
nebacterineae; M 
ref|NR_028836.1 


acea 
ref 


e; Cellvibri 
NR_028813.1 


ref 
ene 


NR_028798.1 
ae Bacteria 


v 


95 Streptococcus 


ref|NR_028665.1 
1021546 102306 
e; Streptococcus 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Lactobacillus 
7 Lactobacillus 
Ss. 
Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Pseudomonas cissicola 

monas cissicola 
Xanthomonas. 
Paracoccus 

1 Paracoccus 

obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Lactobacillus oris 
oris Bacteria; 


Marinococcus 
2 Marinococcus 


Pelobacter 
2 Pelobacter 


elobacteraceae; 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Paenibacillus 
4 3905341 Paenibacillus 


Acholeplasma pleciae 


pleciae Bacteria; 


Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Bosea eneae strain 
Proteobacteria; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Kluyvera ascorbata 

ra ascorbata Bacteria; 
era. 

Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 


ref|NR_027517.1 


Streptococcus 
1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; 


Streptococcaceae; 


241812 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


241812 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


241812 Bacteria_16S 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
241812 Bacteria_16S 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


strain MX9 16S ri 
Tenericutes; Moll 


strain H831 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


strain E42 16S ri 
Tenericutes; Moll 


241812 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


241812 Bacteria_16S 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


241812 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


241812 Bacteria_16S 
S ribosomal RNA, partial sequence 
Bacillus. 


strain GTC 854 16 
Firmicutes; Bacil 


strain ATCC 19374 
Bacteria; Proteob 


241812 Bacteria_16S 
rain ThAcOl 16S ribosomal RNA, partial 
Deltaproteobacteria; 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


241812 Bacteria_16S 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


241812 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


241812 Bacteria_16S 
M 9787 16S ribosomal RNA, partial sequence 32963 


ruminis strain DS 


lales; 
241812 Bacteria_16S 


cteria; 


Streptococcus. 
1565886 1565853 14 


2200625 2200596 20 


2209683 2209654 20 


2366074 2366045 20 


2367584 2367555 20 


2400871 2400810 20 


2437445 2437417 14 


2770008 2769983 21 


Bacillaceae; 
2853383 2853355 14 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomonadales; 


3051368 3051343 21 
Proteobacteria; 


3126654 3126593 20 


3144566 3144541 17 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobacterales; 


3297835 3297810 17 


47 


49 


49 


49 


49 


81 


42 


46 


42 


46 


81 


42 


42 


gi| 219846059 


in LB57 16S ribosomal RNA, partial sequence 


19756 Bacteria; Fusobacteria; Fusobacteriales; F 
2173401 2173376 17 42 gi| 219857620 
16S ribosomal RNA, partial sequence 21719 


ammaproteobacteria; Pseudomonadales; Pseudomonad 


gi| 219857599 
2199190 22006 


gi| 219857593 
2208244 22096 


gi|219857483 
2364627 23660 


gi|219857482 


rain T37 16S ribosomal RNA, partial sequence 
cteria; Tenericutes; Mollicutes; Mycoplasmatacea 


219857460 
sequence 


gi 
R 


gi|219857430 


6S ribosomal RNA, partial sequence 2436004 24374 
etaproteobacteria; Burkholderiales; Burkholderia 


gi|219857138 
2768556 27700 


219856889 
28518 
xX 
219846888 
sequence 
Des 


gi 


gi 


219846838 
sequence 
Rhizo 


gi 


219846826 
31431 
R 
219846723 


gi 


gi 


Firmicutes; 


ref 


1564412 15658 


usob 
ref 


00 2173400 Cellvi 


acea 
ref 


NR_025649.1 
9 
acteriaceae; 
NR_025209.1 


e; Cellvibri 
NR_025187.1 


Lactobacillales; 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Cellvibrio vulgaris 
brio vulgaris Bacteria; 
Oo. 

Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


ref 


NR_025181.1 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


ref 


NR_025071.1 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


ref 


2366137 23675 


e; M 
ref 


2399427 24008 


hizo 


ref 


NR_025070.1 
9 
ycoplasma. 

NR_025048.1 
7 


biales; Hyph 


NR_025018.1 


Mycoplasma 
6 Mycoplasma 


Hyphomicrobium 
3 Hyphomicrobium 


omicrobiaceae; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


ceae 
ref 


; Cupriavidu 
NR_024766.1 


Ss. 
Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


ref 


86 2853382 Pseudo 


anth 
ref 


3049889 30513 


ulfo 


ref 


Ww 


bial 


ref 


69 3144565 Sulfit 


hodo. 
ref 


73 3297834 Pseudo 


Pse 
ref 


125234 31266 


NR_024708.1 


omonadaceae. 

NR_026480.1 
6 
vibrionales; 


NR_026430.1 
5 
es; Hyphomic 


NR_026418.1 


bacteraceae 
NR_026315.1 


udobutyrivib 
NR_026304.1 


Pseudomonas geniculata 
monas geniculata 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 
Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


adac 
ref 


eae; Sphingo 
NR_026302.1 


bium. 
Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


ref 


NR_026301.1 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
241812 Bacteria_16S 3312986 3312961 17 42 gi| 219846712 
strain BN6 16S ribosomal RNA, partial sequence 3311548 33129 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
241812 Bacteria_16S 3316063 3316038 16 41 gi|219846710 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 33160 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

241812 Bacteria_16S 3317588 3317563 16 41 gi|219846709 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 33175 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

241812 Bacteria_16S 3319107 3319082 16 41 gi| 219846708 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 33191 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

241812 Bacteria_16S 3756422 3756393 20 49 gi| 219846395 


strain PG43 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 
in ATCC 19171 16S ribosomal RNA, partial 
Clostridia; 


fibrisolvens stra 
fibrisolvens Bact 


strain BV1 16S ri 
Tenericutes; Moll 


eria; 
241812 Bacteria_16S 

bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


241812 Bacteria_16S 


3764075 3764050 17 


Firmicutes; 
3885378 3885345 15 


4149199 41491541 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


42 


48 


46 


strain M55 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


Entomoplasmatales; 


Spiroplasmataceae; 


3754983 37564 


219846390 
sequenc 
Clostridiales; Lac 
gi| 219846306 
3883911 38853 


gi 


219846115 


ref 


NR_026300.1 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


ref 


NR_025986.1 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


ref 


e 3762598 37640 


hnos 
ref 


NR_025981.1 
7 
piraceae; Bu 
NR_025896.1 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


ref 


gi 


NR_025705.1 


Spiroplasma insolitum 


4147699 4149213 Spiroplasma insolitum Bacteria; 


Spiroplasma. 


241812 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


241812 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


241812 Bacteria_16S 


vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 


241812 Bacteria_16S 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


241812 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 


241812 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


241812 Bacteria_16S 


brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 


241812 Bacteria_16S 


boenickei strain 
Bacteria; Actinob 
Mycobacterium. 


241812 Bacteria_16S 


IMMIB R-145 16S r 
Actinobacteria; A 


241812 Bacteria_16S 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


241812 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


241812 Bacteria_16S 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


241812 Bacteria_16S 


holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 


241812 Bacteria_16S 


strain E846 16S r 
Actinobacteria; A 


241812 Bacteria_16S 


strain gM-1 16S r 
Actinobacteria; A 


241812 Bacteria_16S 


histaminiformans 
histaminiformans 


241812 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


241812 Bacteria_16S 


strain J72 16S ri 
Actinobacteria; A 


241812 Bacteria_16S 
thermophilum strain 7 16S ribosomal RNA, partial sequence 


4187487 4187462 17 42 

ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
96765 96741 20 44 gi 


gi 


ria; Proteobacteria; Deltaproteobacter 
116700 116664 14 50 gi 
n PYR-1 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
243611 243575 14 50 gi 
ain 73 16S ribosomal RNA, complete seq 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 
275230 275202 20 48 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
334696 334660 14 50 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


429072 429036 14 50 gi 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

479559 479523 14 50 gi 
n W6743 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

481106 481070 14 50 gi 
W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


545391 545355 14 50 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
580263 580227 14 50 gi 
MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
581814 581778 14 50 gi 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
608933 608897 14 50 gi 
IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
618290 618254 14 50 gi 
1406 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


625695 625659 14 50 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
713281 713245 14 50 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
736329 736297 14 46 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
778214 778178 14 50 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

790458 790422 14 50 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
807342 807314 20 48 gi 


gi 


Cory 
gi 


gi 


4186000 41874 


n Aspo2 16S ribosomal RNA, partial seq 


273748 27524 


543951 54542 


624219 62572 


711792 71330 


789013 79048 


219846085 


onaceae; V 
265678999 
uence 

ia; Desulf 


265678985 
uence 
Actinomyc 


265678900 
uence 
e; Actinom 


265678877 


265678838 

33324 
ales; Cory 
265678769 
sequence 
Actinomy 


, 


265678732 
uence 
Actinomyc 


265678731 
nce 47962 
ales; Cory 


265678689 


nebacterin 
265678666 

sequence 

inomycetal 


265678665 
sequence 
Actinomy 


’ 


265678646 
al sequenc 
Actinomyce 


265678640 
nce 61679 
ales; Cory 


265678635 


nebacterin 
265678574 


nebacterin 
265678558 
sequence 

tridiales; 
265678528 
sequence 
dae; Actin 


265678519 


nebacterin 


ref|NR_025675.1 
ibrio. 
ref |NR_029307.1 

95265 96764 
ovibrionales; De 
ref |NR_029293.1 

115240 116730 
etales; Coryneba 


ref|NR_029208.1 
242123 243639 
ycetales; Coryne 


ref|NR_029183.1 


ref |NR_029143.1 
5 334704 Mycoba 
nebacterineae; M 


ref|NR_029074.1 
427586 429077 
cetales; Coryneb 


ref|NR_029037.1 
478074 479572 
etales; Coryneba 


ref|NR_029036.1 
3 481120 Mycoba 
nebacterineae; M 
ref |NR_028994.1 
eae; Nocardiacea 
ref |NR_028971.1 
578821 580286 
es; Corynebacter 


ref|NR_028970.1 
580337 581817 
cetales; Coryneb 


ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref |NR_028945.1 
5 618320 Mycoba 
nebacterineae; M 


ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 
ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028862.1 

734793 736329 
Veillonellacea 
ref |NR_028832.1 

776745 778221 
omycetales; Cory 


ref|NR_028823.1 


eae; Gordoniacea 


265678508 


e: 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
Mycobacterium 


bacterineae; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 


ycobacteriaceae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Corynebacterium 
Corynebacterium 

ineae; 


Mycobacterium 
Mycobacterium 
acterineae; 


Corynebacterium 
Corynebacterium 
terineae; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Allisonella 
Allisonella 
Allisonella. 
Gordonia 
Gordonia 
nebacterineae; 


v 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 


ref|NR_028811.1 


Thermodesulfobacterium 


805842 807361 Thermodesulfobacterium 


thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 


Thermodesulfobact 


erium. 


241812 Bacteria_16S 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


241812 Bacteria_16S 


811954 811918 14 50 gi 


Mycobacterium. 


815059 815031 14 42 


gi 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


241812 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 


strain IFM 10035 


strain IFM 0784 1 


acteria; Gammaproteobacteria; Thiotric 
918523 918487 14 50 gi 
ibosomal RNA, partial sequence 
Cory 
920085 920049 14 50 gi 
ibosomal RNA, partial sequence 
Cory 

gi 


1039802 1039766 14 50 


1041311 1041275 14 50 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


241812 Bacteria_16S 


strain IFM 0575 1 


1042849 1042813 14 50 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


241812 Bacteria_16S 


strain YZ-96 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 


strain JCM 4837 1 


strain IMMIB R-14 


1045965 1045929 14 50 
ribosomal RNA, partial sequence 


gi 


Cory 
1086482 1086450 13 45 gi 
Stre 
1148581 1148545 14 50 gi 


34 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


241812 Bacteria_16S 


multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Nakamurella. 

241812 Bacteria_16S 1201552 1201525 14 41 gi| 228715386 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 12000 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synerg 
241812 Bacteria_16S 1236323 1236287 14 50 gi| 219878254 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


241812 Bacteria_16S 


obscurus DSM 4316 
43160 Bacteria; A 
Geodermatophilus. 


241812 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


241812 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


241812 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


241812 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


241812 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


241812 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


1162199 1162163 14 50 gi 
44233 16S ribosomal RNA, partial seque 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

1345332 1345296 14 50 gi 
0 16S ribosomal RNA, partial sequence 
ctinobacteria; Actinobacteridae; Actin 


1346856 1346820 14 50 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1351461 1351425 14 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1393480 1393452 20 48 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1442279 1442255 22 46 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1554074 1554050 18 42 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671137 1671109 14 42 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1710786 1710750 14 50 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


50 gi 


241812 Bacteria_16S 


1721460 1721436 21 45 gi 


917039 91855 


918602 92011 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
241812 Bacteria_16S 
6S ribosomal RNA, partial sequence 1039882 10413 


6S ribosomal RNA, partial sequence 1041385 10428 


1044481 10459 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 


1349993 13514 


1392046 13934 


1669639 16711 


265678505 
rtial sequ 


265678503 
e 81355 
hales; Pis 
265678433 


nebacterin 
265678432 


nebacterin 
265678352 


nebacterin 
265678351 


nebacterin 
265678350 


nebacterin 
265678348 


nebacterin 
265678319 


ptomycinea 
253680758 

11471 
nebacterin 
228721225 
nce 11607 


artial seq 
ridae; Act 


228721038 
13438 
omycetales 


228720938 
ence 13453 
mycetales; 


228720546 


ales; Cory 
228716184 


224581427 
ence 14407 
llus. 
219857220 
15525 
Enterobac 
219878428 


Clostridiu 
219878401 
ce 17093 
ales; Cory 


e; Actinomycet 


ref 
ence 


NR_028808.1 
810468 
Coryne 


Mycobacterium 

811984 Mycobacterium 
ales; bacterineae; 
ref|NR_028806.1 
9 815058 Thioal 


Thioalkalimicrobium 
kalimicrobium cyclicum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028735.1| Gordonia amicalis 
1 Gordonia amicalis Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028654.1| Nocardia arthritidis 
31 Nocardia arthritidis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 
34 Nocardia pneumoniae Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 
83 Nocardia araoensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028650.1| Nocardia shimofusensis 
88 Nocardia shimofusensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028621.1| Streptomyces tauricus 
81 Streptomyces tauricus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_028006.1| Nocardia ignorata 

15 1148603 Nocardia ignorata Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_027604.1| Nakamurella 

39 1162206 Nakamurella multipartita DSM 
Frankineae; Nakamurellaceae; 


, 


’ 


ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref |NR_025393.1 
uence 123486 
inomycetales; Co 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


, 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


ref|NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 


ref|NR_027594.1| Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 

nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


Filobacillus 
cillus milosensis 


ref |NR_027209.1 
88 1442278 Filoba 


ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Providencia. 
ref|NR_025567.1| Clostridium bolteae 
36 Clostridium bolteae Bacteria; 

m. 
ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


Providencia stuartii 
encia stuartii Bacteria; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


219878394 


ref |NR_025533.1| Cetobacterium somerae 


strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 


Fusobacteria; Fus 


obacteriales; Fusobacteriaceae; Cetoba 


cterium. 


241812 Bacteria_16S 
DSM 44223 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


241812 Bacteria_16S 


strain DSM 44222 


moriokaense strai 


1727459 1727423 14 50 gi 


Mycobacterium. 


1728997 1728961 14 50 gi 


1732047 1732011 14 50 gi 
n DSM 44221 16S ribosomal RNA, partial s 


219878390 
inomycetales; 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
241812 Bacteria_16S 


bacterineae; 
219878387 
equence 


moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Mycobacteriaceae; Mycobacterium. 
241812 Bacteria_16S 1759600 1759564 14 50 gi| 219878366 


strain SPR2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
241812 Bacteria_16S 
sacelli strain LMG 20345 16S ribosomal RNA, partial seque 


sacelli Bacteria; 
Brachybacterium. 


241812 Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial seq 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Act 


fresconis strain 


Brachybacterium. 


241812 Bacteria_16S 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


241812 Bacteria_16S 


strain Kb2 16S ri 


1761066 1761030 14 50 gi 
Actinobacteria; Actinobacteridae; Actin 
1762587 1762551 14 50 gi 


1789503 1789467 14 50 gi 
n BC448 16S ribosomal RNA, partial seque 


1758120 17596 
bacterineae; 
219878365 
omycetal 
219878364 


inomycetales; 


219878343 


ria; Actinobacteria; Actinobacteridae; Actinomyc 
1810979 1810943 14 50 gi| 219878329 
bosomal RNA, partial sequence 1809512 18109 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
241812 Bacteria_16S 1859694 1859658 14 50 gi| 219878295 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequenc 


testudinoris Bact 
Corynebacteriacea 


241812 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


241812 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


241812 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


241812 Bacteria_16S 


strain ATCC 927 1 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


241812 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


241812 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


241812 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


241812 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


241812 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


eria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


Actinomycetales; 


2034672 2034636 14 50 gi| 219878172 
ATCC 19420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Actinomycet 

Mycobacterium. 

2037744 2037708 14 50 gi|219878170 
CL553 16S ribosomal RNA, partial sequenc 20362 
acteria; Actinobacteridae; Actinomycetal Cory 

2135516 2135480 14 50 gi| 219857645 

16S ribosomal RNA, partial sequence 21340 
acteria; Actinobacteridae; Actinomycetal Cory 


cobacterium tuberculosis complex. 


2165708 2165672 14 50 gi 


2174832 2174796 14 50 gi 
ain 10bc312 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae; 
dococcus. 

2206656 2206628 20 48 gi 
in WR1 16S ribosomal RNA, partial sequen 
utes; Mollicutes; Mycoplasmataceae; Myco 
2217209 2217181 20 48 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2278393 2278365 14 42 gi 
5B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Methylococ 
2279896 2279868 20 48 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2282918 2282890 20 48 gi 
rain 1049 16S ribosomal RNA, partial seq 
cteria; Tenericutes; Mollicutes; Mycopla 
2284480 2284452 14 42 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Met 


241812 Bacteria_16S 


2328277 2328241 14 50 gi 


219857625 
6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
241812 Bacteria_16S 


bacterin 
219857619 
equence 
Actinomycetales; 


219857595 
ce 22052 


219857588 
2215772 22172 


219857548 
22768 
cales; 
219857547 
2278443 22799 


M 


219857545 
uence 

smatacea 
219857544 
2282981 22844 
hylococe 


ref|NR_025529.1 
1725987 172747 


ref|NR_025528.1 
13 Mycobacterium 


ref|NR_025526.1 
1730570 173206 
etales; 


ref|NR_025505.1 


ref |NR_025504.1 
1759669 176107 
es; 


ref|NR_025503.1 
1761124 176259 


ref |NR_025482.1 
1788037 178951 
etales; Frankine 
ref|NR_025468.1 
eae; Gordoniacea 
ref |NR_025434.1 
e 1858220 185970 
Coryneb 


ref|NR_025311.1 
2033216 203470 
ales; Corynebact 


ref |NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


ref |NR_025234.1 
40 2135523 Mycoba 


ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref |NR_025208.1 

2173451 217485 
Coryne 


ref |NR_025183.1 
20 2206668 Mycopl 


ref|NR_025176.1 


ref |NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025135.1 


ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 


219857511 


Micrococcineae; 


Micrococcineae; 


Mycobacterium 
1 Mycobacterium 


Corynebacterineae; 


Mycobacterium pulveris 
pulveris Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Brachybacterium 

3 Brachybacterium 

Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
Dermabacteraceae; 


Blastococcus 
9 Blastococcus 


ae; Geodermatophilaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Corynebacterium 

1 Corynebacterium 

acterineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Mycobacterium microti 
cterium microti 


nebacterineae; Mycobacteriaceae; 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Rhodococcus 
9 Rhodococcus 
bacterineae; 


Mycoplasma 
asma gallopavonis 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Methylobacter marinus 
marinus Bacteria; 
cter. 


ref |NR_025099.1 


Mycobacterium doricum 


strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


241812 Bacteria_16S 


strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
241812 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


241812 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


241812 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


241812 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


241812 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


241812 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


strain DNP505 16S 


parasanguinis str 
parasanguinis ATC 


241812 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


241812 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


241812 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


241812 Bacteria_16S 


strain IFO 16068 


strain 176 16S ri 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


241812 Bacteria_16S 


strain 10.268-1 1 
Actinobacteria; A 


241812 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


241812 Bacteria_16S 


strain IFO 15059 
Actinobacteria; A 


241812 Bacteria_16S 


2384205 2384169 14 50 gi 
92 16S ribosomal RNA, partial sequence 


2422492 2422456 14 50 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2479744 2479716 20 48 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481253 2481225 20 48 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482763 2482735 20 48 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484274 2484246 20 48 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485786 2485758 20 48 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487305 2487277 20 48 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488818 2488790 20 48 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490331 2490303 20 48 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491842 2491814 20 48 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2497769 2497733 14 50 gi 
ribosomal RNA, partial sequence 


gi 


2665032 2665001 14 46 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2728329 2728301 14 42 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2756496 2756472 25 49 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2847143 2847115 14 42 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2955640 2955604 14 50 gi 


2963172 2963148 22 46 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2964721 2964697 22 46 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2986095 2986059 14 50 


gi 


Streptoc 
gi 


Streptoc 
gi 


ctinobacteridae; Actinomycetales; Cory 
2987619 2987583 14 50 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2989146 2989110 14 


50 gi 


ctinobacteridae; Actinomycetales; Cory 


219857471 
23827 
nebacterin 
219857445 
equence 

ae; Actino 


v 


219857397 


2478295 24797 


219857396 


2479798 24812 


219857395 


2481316 24827 


219857394 


2482825 24842 


219857393 


2484337 24857 


219857392 


2485849 24873 


219857391 


2487368 24888 


219857390 


2488881 24903 


219857389 


2490394 24918 


219857385 


2496307 24977 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
241812 Bacteria_16S 


nebacterin 
219857214 
ial sequen 
illales; §s 
219857169 
quence 

enothermac 
219857149 
nce 27549 
erales; Th 
219856893 
28456 
mily XIII. 
219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
241812 Bacteria_16S 


nebacterin 
219856815 


2961676 29631 


occus. 
219856814 


2963222 29647 


occus. 
219846933 


6S ribosomal RNA, partial sequence 2984634 29861 


nebacterin 
219846932 
artial seq 
dae; Actin 


219846931 


16S ribosomal RNA, partial sequence 2987680 29891 


nebacterin 
219846916 


3011864 3011828 14 50 gi 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 

Rhodococcus 
2 Rhodococcus 
ebacterineae; 


ref |NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025033.1 

2421026 242250 
mycetales; Coryn 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref |NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_024842.1] Streptococcus 
ce 2663526 2665038 Streptococcus 
treptococcaceae; Streptococcus. 
ref|NR_024797.1| Persephonella 
2726822 2728328 Persephonella 

eae; Persephonella. 

ref|NR_024777.1| Thermanaeromonas 

90 2756495 Thermanaeromonas toyohensis 
ermoanaerobacteraceae; Thermanaeromonas. 
ref|NR_024712.1| Mogibacterium vescum 
66 2847142 Mogibacterium vescum Bacteria; 
Incertae Sedis; Mogibacterium. 
ref |NR_024639.1| Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_024634.1| Streptococcus porcinus 
71 Streptococcus porcinus Bacteria; 


ref|NR_024633.1 
20 Streptococcus 


Streptococcus canis 
canis Bacteria; 


ref|NR_026525.1| Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_026524.1] Rhodococcus 

uence 2986156 2987629 Rhodococcus 
omycetales; Corynebacterineae; 


ref|NR_026523.1| Skermania piniformis 
56 Skermania piniformis Bacteria; 

eae; Gordoniaceae; Skermania. 
ref|NR_026508.1| Modestobacter 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


Geodermatophilace 


ae; Modestobacter. 


3010413 3011894 Modestobacter 


241812 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


241812 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


241812 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


241812 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


241812 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


241812 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


241812 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


241812 Bacteria_16S 


agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 
241812 Bacteria_16S 


strain DSM 44140 
Actinobacteria; A 


241812 Bacteria_16S 


strain DSM 7083 1 
Actinobacteria; A 


241812 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


241812 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


241812 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


241812 Bacteria_16S 


strain DSM 43205 
Actinobacteria; A 


241812 Bacteria_16S 


strain DSM43338 
Actinobacteria; A 


241812 Bacteria_16S 


strain DSM 4954 1 
Actinobacteria; A 


241812 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


241812 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


241812 Bacteria_16S 


strain 3015 16S r 
Actinobacteria; A 


3057542 3057510 10 42 gi 
train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


se 
ct 


3149108 3149072 14 50 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3176577 3176541 14 50 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3208512 3208476 14 50 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3214491 3214455 14 50 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3216013 3215977 14 50 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 


ia 
e; 


ti 
da 


al 


3222120 3222092 19 47 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3223639 3223611 19 47 gi 
train Wlr3 16S ribosomal RNA, partial 

acteria; Proteobacteria; Betaproteobac 


en 
ri 


se 
te 
3322142 3322106 14 50 gi 
ctinobacteridae; Actinomycetales; Cory 
3357178 3357142 14 50 gi 


ne 


ctinobacteridae; Actinomycetales; Micr 
3358742 3358706 14 50 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3360304 3360268 14 50 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3381613 3381577 14 50 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
3473386 3473350 14 50 gi 


oc 


1 
e; 


s 


’ 


al 


ctinobacteridae; Actinomycetales; Cory 
3474921 3474885 14 50 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3476444 3476408 14 50 gi 


ne 


ne 


219846884 


219846823 


219846804 
Actinomyc 


219846783 


219846778 


219846777 


219846773 


219846772 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 


219846678 


219846677 


219846662 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
219846593 


219846592 
6S ribosomal RNA, partial sequence 3474975 34764 


ref |NR_026476.1 
3056079 305754 
romonadales; Suc 


quence 
eria; Ae 


ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


31476 
es; Cory 
ref |NR_026396.1 
175122 317658 


etales; Coryneba 


Ww 


equence 


ref|NR_026375.1 
1 sequence 3207052 320851 
Actinomycetales; Coryne 


ref 
nce 
omyc 


NR_026370.1 
321302 
etales; Cory 


al seque 
e; Actin 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


32145 
es; Cory 
ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref|NR_026364.1 

3222170 322363 
kholderiales; Ox 


ce 32206 
ales; Ox 


quence 
ria; Bur 
ref |NR_026297.1 


Gordoniacea 
NR_026271.1 


bacterineae; 


ref 
; Dermabacterace 
ref |NR_026270.1 
sequence 3357257 335877 
Actinomycetales; Microc 


occineae 


ref |NR_026269.1 
3358821 336033 
cetales; Microco 


equence 
Actinomy 


ref |NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026186.1 


33801 


es; Cory 


bacterineae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 


ref |NR_026184.1 


34734 
bacterin 


241812 Bacteria_16S 


strain ATCC 43910 


16S ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

3477970 3477934 14 50 gi|219846591|ref|NR_026183.1 
ain DSM 43752 16S ribosomal RNA, partial sequence 3476498 347797 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
dococcus. 

3493199 3493163 14 50 gi| 219846581 |ref|NR_026173.1 
ATCC 43826 16S ribosomal RNA, partial sequence 3491744 349320 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 

Mycobacterium. 

3625187 3625151 14 50 gi|219846489|ref|NR_026081.1 
ibosomal RNA, partial sequence 3623734 3625217 Mycobacterium 
ctinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 

3637480 3637444 14 50 gi|219846481|ref|NR_026073.1 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Corynebacterium 
0 Corynebacterium 
cterineae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 

Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 

Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 


3636002 3637503 Mycoba 


Mycobacterium duvalii 
cterium duvalii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


241812 Bacteria_16S 3665071 3665035 14 50 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

241812 Bacteria_16S 3690849 3690821 20 48 gi|219846444|ref|NR_026035.1| Mycoplasma auris 
strain UIA 16S ribosomal RNA, partial sequence 3689398 3690858 Mycoplasma auris Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

241812 Bacteria_16S 3716364 3716336 20 48 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 
strain CKK 16S ribosomal RNA, complete sequence 3714904 3716367 Mycoplasma pullorum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

241812 Bacteria_16S 3722419 3722383 14 50 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

241812 Bacteria_16S 3753396 3753368 20 48 gi|219846397|ref|NR_025988.1| Mycoplasma canadense 
strain 275c 16S ribosomal RNA, partial sequence 3751943 3753408 Mycoplasma canadense Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

241812 Bacteria_16S 3759444 3759416 20 48 gi|219846393|ref|NR_025984.1| Mycoplasma alkalescens 
strain PG51 16S ribosomal RNA, partial sequence 3757993 3759456 Mycoplasma alkalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

241812 Bacteria_16S 3792556 3792524 14 46 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

241812 Bacteria_16S 3812274 3812250 20 44 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

241812 Bacteria_16S 4039920 4039884 14 50 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

241812 Bacteria_16S 4042926 4042902 22 46 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

241812 Bacteria_16S 4063962 4063926 14 50 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

241812 Bacteria_16S 4116797 4116761 14 50 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
241812 Bacteria_16S 4123022 4122998 18 42 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

241812 Bacteria_16S 4139795 4139763 14 46 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
241812 Bacteria_16S 4147634 4147590 1 45 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
241812 Bacteria_16S 4158431 4158399 14 46 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
241812 Bacteria_16S 4185944 4185900 1 45 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

241812 Bacteria_16S 4232882 4232854 14 42 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

241812 Bacteria_16S 1473 1442 14 45 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

241812 Bacteria_16S 3014 2983 14 45 gi| 265679062 |ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

241812 Bacteria_16S 49851 49820 14 45 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 


241812 Bacteria_ 


strain HKI0088 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S 66636 66605 14 45 
6S ribosomal RNA, partial sequence 


gi 
65 


241812 Bacteria_16S 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 
sulfidoxydans Bacteria; Actinobacteria; Actinobacterida 


Pseudonocardiaceae; 


241812 Bacteria_16S 
asaccharolytica strain 580 16S ribosomal RNA, partial s 
asaccharolytica Bacteria; Actinobacteria; Actinobacteri 


Pseudonocardiaceae; 


241812 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


241812 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


strain MSB-8 16S 
Thermotogae; 


strain J233 16S r 
Tenericutes; Moll 


castelarensis str 
castelarensis Bac 
Streptomycetaceae 


, 


241812 Bacteria_16S 
YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


, 


241812 Bacteria_16S 


ferralitis strain 
ferralitis Bacter 
Streptomycetaceae 


’ 


241812 Bacteria_16S 


ribosomal RNA, 
Thermotogales; 
241812 Bacteria_16S 


72655 72624 14 45 


Pseudonocardia. 


74218 74187 14 45 


Pseudonocardia. 


104432 104401 14 45 


267669 267642 20 47 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
241812 Bacteria_16S 


305559 305532 14 41 
complete sequence 
Thermotogaceae; 


320616 320577 20 59 


ibosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
241812 Bacteria_16S 
ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


369112 369081 14 45 


Streptomyces. 


404272 404241 14 45 


Streptomyces. 


410427 410396 14 45 


Streptomyces. 


436828 436797 14 45 


gi 


gi 


gi 


21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


266185 26767 


gi 


304028 30558 
Thermotoga. 


gi 


319228 32064 


gi 


gi 


gi 


SFOp68 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


gi 


putterlickiae strain F18-98 16S ribosomal RNA, partial 


putterlickiae Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; 


241812 Bacteria_16S 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, pa 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 


Pseudonocardiaceae; 


241812 Bacteria_16S 


benzenivorans str 


Kitasatospora. 


438408 438377 14 45 


Amycolatopsis. 


524089 524058 14 45 


gi 


gi 


ain B5 16S ribosomal RNA, partial sequ 


alobactera 
265678857 


265678847 


265678809 
sequence 


265678786 
quence 

Actinomyce 
265678782 


Actinomyce 


265678764 
sequence 


265678763 
rtial sequ 


265678703 
ence 52260 


ref 


ref 


ref 


e; Actinomycet 


ref 
ence 


e; Actinomycet 


ref 


0 Acholeplasma 


367645 36911 
e; Actinomycet 


2 524095 Pseudo 


; Oxalobacte 
NR_029163.1 


NR_029152.1 
eplasma 


NR_029114.1 
9 


ales; Strept 


NR_029068.1 
436922 


ales; Pseudo 


NR_029008.1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Pseudonocardia. 

241812 Bacteria_16S 554598 554567 14 45 gi| 265678683 |ref|NR_028988.1 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 

241812 Bacteria_16S 569874 569843 14 45 gi| 265678673 |ref|NR_028978.1 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
241812 Bacteria_16S 577350 577323 20 47 gi|265678668|ref|NR_028973.1 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
241812 Bacteria_16S 592329 592294 14 49 gi| 265678658 |ref|NR_028963.1 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiac 
241812 Bacteria_16S 599732 599701 14 45 gi| 265678653 |ref|NR_028958.1 
strain B22P3 16S ribosomal RNA, partial sequence 598291 59976 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
241812 Bacteria_16S 601262 601231 14 45 gi| 265678652 |ref|NR_028957.1 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

241812 Bacteria_16S 657585 657554 14 45 gi|265678612|ref|NR_028917.1 


melanosporofaciens 
melanosporofaciens 
Streptomycetaceae; 


265679020|ref|NR_029328.1| Bogoriella caseolytica 
168 66643 Bogoriella caseolytica Bacteria; 
ococcineae; Bogoriellaceae; Bogoriella. 
265679016|ref|NR_029324.1| Pseudonocardia 
71176 72680 Pseudonocardia 

e; Actinomycetales; Pseudonocardineae; 
265679015|ref|NR_029323.1| Pseudonocardia 
equence 72731 74244 Pseudonocardia 
dae; Actinomycetales; Pseudonocardineae; 
265678994|ref|NR_029302.1| Tsukamurella pulmonis 

102976 104435 Tsukamurella pulmonis 
ales; Corynebacterineae; Tsukamurellaceae; 
265678882 |ref|NR_029188.1| Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 
ceae 


r. 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Acholeplasma palmae 


palmae Bacteria; 


Streptomyces 
Streptomyces 


ales; Streptomycineae; 

ref|NR_029091.1| Streptomyces 

402781 404300 Streptomyces 
tales; Streptomycineae; 
ref|NR_029087.1| Streptomyces 

408966 410455 Streptomyces 
tales; Streptomycineae; 
ref|NR_029069.1| Kitasatospora 

435340 436871 Kitasatospora 


omycineae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Streptomyces 
Streptomyces 
mycineae; 


Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Streptomyces javensis 


1 Streptomyces javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Streptomyces 


strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


s 


treptomycineae; 


241812 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


241812 Bacteria_16S 


strain DSM 30039 


Proteobacteria; 
241812 Bacteria_16S 


strain YIM90005 1 


strain HKU4 16S r 


Firmicutes; 
241812 Bacteria_16S 


Lacto 


strain S-743 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


241812 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


241812 Bacteria_16S 


subsp. 


socranskii 


socranskii subsp. 


241812 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


241812 Bacteria_16S 


strain NS51 16S r 


Firmicutes; 
241812 Bacteria_16S 


Lacto 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


241812 Bacteria_16S 


strain LK2-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


241812 Bacteria_16S 


japonensis strain 


Bacteria; 
241812 Bacteria_16S 


Bactero 


thermoviolaceus s 


1308545 St 


Actinobacteridae; 


241812 Bacteria_16S 


glauca strain K62 


669699 669668 14 45 gi 


Arcanobacterium. 


690955 690924 11 42 


gi 


775090 775059 14 45 gi 


ribosomal RNA, partial sequence 


839392 839361 14 45 
ribosomal RNA, partial sequence 


gi 


883113 883082 14 45 gi 


913812 913781 14 45 gi 


Lechevalieria. 
984706 984679 14 


ae; 
41 gi 
socranskii Bacteria; 
986262 986223 7 
6S ribosomal RNA, 


Spirochaetes; 


46 gi 


1024616 1024593 23 46 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1032112 1032081 14 45 


gi 


gi 


ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1049032 1049001 14 45 
ribosomal RNA, partial sequence 


gi 


1062638 1062603 14 49 gi 
idetes; Sphingobacteria; 
1308535 1308504 14 45 gi 
ubsp. thermoviolaceus strain DSM 40443 
Actinomycetales; Streptomycineae; 
1417567 1417536 14 45 gi 


16S ribosomal RNA, partial sequence 


LM042 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


758 16S ribosomal RNA, partial sequence 
Sphingobacteriales; 
228721493 
16S ribos 
reptomyces thermoviolaceus subsp. thermoviolaceus Ba 
Streptomycetaceae 
224581447 


265678603 
ain M430/94/2 16S ribosomal RNA, partial sequenc 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678589 
16S ribosomal RNA, partial sequence 689459 69096 
Gammaproteobacteria; Enterobacteriales; 


776694 776671 23 46 gi| 265678529 
ibosomal RNA, partial sequence 775183 77669 
bacillales; Streptococcaceae; Streptococcus. 

781298 781259 20 59 gi| 265678525 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678487 

837961 83941 
Streptosporanginea 
265678456 
88163 


ref 


ref 


Enterobacteriaceae; 
265678530 
6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
241812 Bacteria_16S 


ref 


ref 


ref 


ref 


ref 


Micromon 


265678436 
train NRRL B-3298 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteria; Actinobacteridae; 


265678388 
strain D56BRIII6 16S ribosomal RNA, partial sequenc 
Spirochaetal 
265678387 
complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678362 
1023111 10246 
Streptococcus. 

265678357 
n TT1-11 16S ribosomal RNA, partial sequence 

Actinomyc 


265678346 
1047573 10490 
omonosporineae 


265678336 
10611 


ref 


Actinomyc 


ref 


es; 


ref 


ref 


ref 


etal 


ref 


ref 


Chitino 


4160 


ref 
omal 


ref 


e 668320 669706 


4 Streptococcus 


7 Acholeplasma 


0 883139 Catell 


5 Acholeplasma 


30 Streptococcus 


1030633 103211 


93 1417582 Saccha 


NR_028908.1 


NR_028894.1 


NR_028834.1 


Pseudonocar 
NR_028833.1 


NR_028829.1 


eplasma. 
NR_028790.1 


e; Streptosp 
NR_028758.1 


osporineae; 


NR_028738.1 
e 912332 
etales; Pseu 


NR_028690.1 
e 983192 
Spirochaetac 
NR_028689.1 


eplasma. 
NR_028664.1 
NR_028659.1 


es; Micromon 


NR_028648.1 
; Micromonos 


NR_028638.1 


67 1062648 Chitin 


phagaceae; C 
NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 
NR_027229.1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharomonospora. 

241812 Bacteria_16S 1426784 1426753 14 45 gi|224581441|ref|NR_027223.1 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 142681 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

241812 Bacteria_16S 1428349 1428318 14 45 gi|224581440|ref|NR_027222.1 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 142837 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Streptomyces. 

241812 Bacteria_16S 1440710 1440679 14 45 gi|224581428|ref|NR_027210.1 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 14407 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
241812 Bacteria_16S 1448410 1448383 15 42 gi| 224581422 |ref|NR_027203.1 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 446932 1448409 Mogiba 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incer 
Mogibacterium. 

241812 Bacteria_16S 1452836 1452805 14 45 gi|224581419|ref|NR_027200.1 


endolithica strain AA459 16S ribosomal RNA, partial sequence 


Arcanobacterium 
Arcanobacterium 


Actinomycineae; 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 
Citrobacter. 


Prauserella alba 


2 Prauserella alba Bacteria; 
donocardineae; 


diaceae; Prauserella. 
Streptococcus sinensis 
sinensis Bacteria; 


Acholeplasma axanthum 


axanthum Bacteria; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Catellatospora 

atospora koreensis 

Micromonosporaceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Acholeplasma vituli 


vituli Bacteria; 


Streptococcus mitis 
mitis Bacteria; 


Micromonospora 
4 Micromonospora 


osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Chitinophaga 
ophaga japonensis 
hitinophaga. 
Streptomyces 
1 sequence 
nobacteria; 
es. 
Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


1307063 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 


cineae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Mogibacterium 
cterium neglectum 
tae Sedis; 


Micromonospora 


1451367 1452843 Micromonospora 


endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


241812 Bacteria_16S 
albus stra 
albus Bact 
Streptomycetaceae 
241812 Bacteria_16S 
rimosus st 
rimosus Ba 
Streptomycetaceae 
241812 Bacteria_16S 
pseudovaccinii st 
pseudovaccinii Ba 


subsp. 
subsp. 


subsp. 
subsp. 


Nocardiaceae; Noc 


241812 Bacteria_16S 
paranensis strain 
paranensis Bacter 
Streptomycetaceae 
241812 Bacteria_16S 
terrestris strain 
terrestris Bacter 
Streptomycetaceae 
241812 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


strain DSM 40258 


Streptomycineae; 


241812 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 
Streptomycetaceae 


241812 Bacteria_16S 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 


241812 Bacteria_16S 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


241812 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 


Streptomycineae; 


241812 Bacteria_16S 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


241812 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


241812 Bacteria_16S 


aridum subsp. lar 


Actinomycetales; 


241812 Bacteria_16S 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 


Kibdelosporangium aridum subsp. 


1475386 1475355 14 45 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1489218 1489187 14 45 gi 
rain JCM 4667 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
; Streptomyces. 

1522126 1522095 14 45 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 


2 
1 
7 


v 


, 


1557024 1556993 14 45 gi 
HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1558518 1558487 14 45 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 
1574992 1574961 14 


Ac 


’ 


Ac 


’ 


45 gi 


1576518 1576487 14 45 gi 


1590312 1590281 14 45 gi 
Stre 
1593408 1593377 14 45 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1594954 1594923 14 45 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
; Streptomyces. 

1596501 1596470 14 45 gi 
in DSM 43032 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

1598049 1598018 14 


rt 


’ 


Pe 
45 gi 
Stre 
1599597 1599566 14 45 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1601145 1601114 14 


pt 


te 


, 


45 gi 
Stre 
1602693 1602662 14 45 gi 
oticus strain DSM 43156 16S ribosomal 


pt 


RN. 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


Streptomycetaceae; Streptomyces. 
1640453 1640422 14 45 
ribosomal RNA, partial sequence 


gi 


Stre 
1661917 1661894 23 46 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1663440 1663409 14 45 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1664980 1664949 14 45 gi 
gum strain SKF-AAD-609 16S ribosomal R 
largum Bacteria 
Pseudonocardiaceae; 


pt 


s 
cc 


s 
e; 


’ 


Pseudonocardineae; K 


19878476 


219857134 
et 
ae 


219857610 
ia 
ae 


219846194 
eq 


219846193 
eq 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
241812 Bacteria_16S 


do 
219856867 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
241812 Bacteria_16S 


do 
219878485 
16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 
subsp. paromomyci 
rimosus subsp. pa 


pt 
219878483 


219878482 
id 


219878481 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 219878479 


Pp 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


241812 Bacteria_16S 219878477 


219878450 
1638983 16404 


219878434 


219878433 


219878432 
NA, partia 
Actinobacteria; Actinobacteridae; 


ref|NR_025615.1 
1473916 147541 
cetales; Strepto 


sequence 
Actinomy 


ref|NR_024762.1 
ce 1487741 148922 
mycetales; Strep 


e sequen 
Actino: 


’ 


ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


1 sequen 
Actino: 


, 


ref|NR_025784.1 
1555586 155703 
tales; Streptomy 


uence 
tinomyce 


ref |NR_025783.1 
1557082 155852 
tales; Streptomy 


uence 
tinomyce 


ref |NR_024687.1 


nocardineae; 


ref 


Actinosynne 
NR_024686.1 
nocardineae; Actinosynne 
ref|NR_025624.1 
40 Streptomyces 
e; Streptomyceta 
ref|NR_025622.1 
sequence 159193 
eridae; Actinomy 


omycinea 


partial 
tinobact 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


ial sequ 
ae; Acti 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto 


sequence 
Actinomy 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
artial sequence 159812 
ridae; Actinomycetales; 


omycinea 


ref |NR_025617.1 


omycineae; S 
ref 
als 


treptomyceta 
NR_025616.1 
equence 


v 


A, parti 


ref|NR_025589.1 
69 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025573.1 
1660434 166191 
aenisporosarcina 
ref|NR_025572.1 
equence 1661967 166345 
Actinomycetales; Pseudo 


osporang 


equence 


aceae; P 


ref 
1 se 


NR_025571.1 
quence 


ibdelosporangium. 


1666503 1666472 14 45 gi 


219878431 


albus 
albus 


Streptomyces 
4 Streptomyces 
mycineae; 


rimosus 
rimosus 


Streptomyces 
5 Streptomyces 
tomycineae; 


Nocardia 
6 Nocardia 
ebacterineae; 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 


cineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 

Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


73 Streptomyces violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Sporosarcina 
6 Paenisporosarcina 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


ref|NR_025570.1 
1665031 1666519 Kibdel 


Kibdelosporangium 
osporangium albatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 


241812 Bacteria_16S 
strain R2014 16S 


1669581 1669550 14 45 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Actino 


241812 Bacteria_16S 


1674073 1674042 14 45 gi 


vancoresmycina strain ST101170 16S ribosomal RNA, partial 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae 


Pseudonocardiaceae; Amycolatopsis. 
241812 Bacteria_16S 


1677093 1677062 14 45 gi 


keratiniphila subsp. nogabecina strain DSM 44586 16S ribo 


Actinomycetales; 
241812 Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; 


1678610 1678579 14 45 gi 


decaplanina strain DSM 44594 16S ribosomal RNA, partial s 


decaplanina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 

241812 Bacteria_16S 
strain MG 417-CF 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Amycolatopsis. 

241812 Bacteria_16S 1736615 1736584 14 45 gi| 219878384 |ref|NR_025523.1 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 173662 


vaccimaxillae Bac 
Actinomycetaceae; 
241812 Bacteria_16S 


1680132 1680101 14 45 gi 
17 16S ribosomal RNA, partial sequence 


teria; Actinobacteria; Actinobacteridae; 
Actinomyces. 
1739661 1739630 14 


45 gi 


cardiffensis strain CCUG 44997 16S ribosomal RNA, partial 


cardiffensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; 
241812 Bacteria_16S 
strain DSM 44494 


Actinomyces. 


1741223 1741192 14 45 gi 
Strept 


gi 


1744311 1744280 14 45 


metallicus strain R2A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Nocardiopsis. 


241812 Bacteria_16S 


1772976 1772945 14 45 gi 


219878429 
1668114 16695 


sequenc 


219878424 
somal RNA, partial seque 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Amycolatopsis. 
219878423 


equence 


Actinomyc 


219878422 


16786 


219878382 


sequenc 


219878380 
16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 


osporang 


219878378 


17428 


es; Stre 


219878355 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 


Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 
longisporus strai 
longisporus Bacte 
Streptomycetaceae 
241812 Bacteria_16S 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 
241812 Bacteria_16S 
strain M577-94 16 
Lacto 
241812 Bacteria_16S 
hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 
241812 Bacteria_16S 
strain IMSNU 2200 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
241812 Bacteria_16S 
halophila strain 
halophila Bacteri 
Pseudonocardiacea 
241812 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 
241812 Bacteria_16S 
somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 
241812 Bacteria_16S 


Firmicutes; 


Strept 
1775972 1775941 14 45 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
1817118 1817087 14 45 gi 
43828 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 


se 


1844690 1844659 14 44 

S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; Isobaculu 
1849232 1849201 14 45 gi 
n CCUG 44697 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1867415 1867384 14 45 gi 
4 16S ribosomal RNA, partial sequence 


gi 


1887402 1887371 14 45 gi 
DSM 44411 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
e; Saccharomonospora. 

1925095 1925064 14 45 gi 
n LM 157 16S ribosomal RNA, partial sequ 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

2057903 2057872 14 45 gi 
n DSM 40738 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; A 
; Streptomyces. 


omycinea 


219878353 


quence 


Actinomyc 


219878325 


ce 18156 
es; Pseu 


219878306 
1843183 18446 


m. 


219878303 


sequence 


Actinomyc 


219878290 


18659 


omonospori 
219878274 


uence 
inomycet 


219878245 


ence 


Actinomyc 


219878153 


equence 
ctinomyc 


2059442 2059411 14 45 gi 


219878152 


thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 


thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


; Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_025568.1 


Actinomycetace 
ref|NR_025565.1 
e 1672599 167407 
Pseud 


ref|NR_025563.1 


ref|NR_025562.1 
1677147 167861 
etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 


Actino: 


ref|NR_025521.1 
e 1738160 173968 


ref|NR_025519.1 
ineae; Nocardiop 
ref|NR_025517.1 
31 1744318 Nocard 
ptosporangineae; 


ref|NR_025494.1 
83 Streptomyces 
e; Streptomyceta 
ref|NR_025492.1 

1774532 177597 
etales; Streptom 


ref |NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


ref|NR_025445.1 


ref|NR_025442.1 
1847763 184924 
etales; Actinomy 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref |NR_025413.1 

1885917 188742 
ales; Pseudonoca 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


ref|NR_025292.1 
2056438 205792 
etales; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 
mycineae; 
219878426 


ae; Actinomyces. 
Amycolatopsis 

6 Amycolatopsis 

onocardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


Actinomycineae; 


Nocardiopsis halophila 


36 Nocardiopsis halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 
Nocardiopsaceae; 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

9 Streptomyces 

ycineae; 


Kibdelosporangium 
osporangium aridum 


seudonocardiaceae; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Asanoa ishikariensis 

ishikariensis Bacteria; 

poraceae; Asanoa. 
Saccharomonospora 

1 Saccharomonospora 

rdineae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


ref |NR_025291.1 
2057971 205946 
st 


Streptomyces 
9 Streptomyces 
reptomycineae; 


241812 Bacteria_16S 
aquiterrae strain 


Nocardioides. 
241812 Bacteria_16S 
strain DSM 43030 


241812 Bacteria_16S 
strain MK405 16S 
Tenericutes; Moll 
241812 Bacteria_16S 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
241812 Bacteria_16S 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
241812 Bacteria_16S 


thermospinosisporus strain AT10 16S ribosomal RNA, partia 


2100611 2100580 14 


2111306 2111275 14 


2202136 2202097 20 


2247535 2247504 14 


2249112 2249081 14 


2261425 2261394 14 


45 


GW-9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


45 


16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 


59 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


45 


45 


45 


219878122 
20991 


gi 


gi|219873436 


Streptomycineae; 


gi| 219857598 
2200688 22021 
gi| 219857568 


gi|219857567 


219857559 
1 sequen 


gi 


Propionibacterineae; 


Actinomycetales; 


Actinomycetales; 


ref|NR_025261.1 
38 2100621 Nocard 


ref|NR_025250.1 
Streptomyceta 


ref|NR_025186.1 


ref|NR_025156.1 
2246040 224756 
Strept 


ref|NR_025155.1 
2247616 224914 
Strept 


ref|NR_025147.1 
ce 2259931 226145 


Nocardioides 


ioides aquiterrae 


Nocardioidaceae; 


Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 
ceae; 


Streptomyces. 
Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Streptomyces 


5 Streptomyces 
omycineae; 


Streptomyces 


2 Streptomyces 
omycineae; 


Streptomyces 


2 Streptomyces 


thermospinosisporus Bacteria; Actinobacteria; Actinobacte 


Streptomycetaceae; 
241812 Bacteria_16S 
strandjordii stra 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 


Tsukamurellaceae; 


241812 Bacteria_16S 


strain DSM43926 1 


Streptomyces. 
2307002 2306971 14 45 
in ATCC BAA-173 16S ribosomal RNA, 


gi 
compl 


Tsukamurella. 


2310049 2310018 14 45 gi 


ridae; Actinomyceta 


219857525 
ete sequ 
Actinomyceta 


219857523 
6S ribosomal RNA, partial sequence 2308611 23100 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
241812 Bacteria_16S 2334272 2334241 14 45 gi| 219857507 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequenc 


xinjiangensis Bac 
Nocardiopsaceae; 


teria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Actinomycetales; 


241812 Bacteria_16S 2343235 2343204 14 45 gi| 219857500 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 23432 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
241812 Bacteria_16S 2410078 2410047 14 45 gi| 219857454 
salina strain YIM90002 16S ribosomal RNA, partial sequence 24085 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomonospora. 

241812 Bacteria_16S 2452727 2452684 20 63 gi| 219857418 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomyceta 
241812 Bacteria_16S 2519073 2519042 14 45 gi| 219857365 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; Streptomyces. 

241812 Bacteria_16S 2553335 2553304 14 45 gi| 219857342 
albus strain JL 83 16S ribosomal RNA, complete sequence 25518 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptacidiphilus. 

241812 Bacteria_16S 2554896 2554865 14 45 gi| 219857341 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 25534 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptacidiphilus. 

241812 Bacteria_16S 2611864 2611833 14 45 gi| 219857258 


strain DSM 43194 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


241812 Bacteria_16S 


strain DSM 44262 


2613391 2613360 14 45 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


241812 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


241812 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


241812 Bacteria_16S 


2647198 2647171 20 47 gi 
asp 66 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Betaproteobacteria; 
2657653 2657622 14 45 gi 
train NSP 41 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacterida 
Nocardioides. 


noc 


noc 


nce 
Rho 


seq 
e; 


2659177 2659146 14 45 


gi 


16S ribosomal RNA, partial sequence 2610373 26118 


ardin 


219857257 
16S ribosomal RNA, partial sequence 2611942 26134 


ardin 


219857227 


docyc 


219857219 


uence 
Actin 


219857218 


les; Streptomycineae; 


ref 
ence 


NR_025113.1| Tsukamurella 
2305517 2307028 Tsukamurella 


les; Corynebacterineae; 


ref|NR_025111.1| Nonomuraea turkmeniaca 
58 Nonomuraea turkmeniaca Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025095.1| Nocardiopsis 

e 2332775 2334299 Nocardiopsis 
Streptosporangineae; 


ref|NR_025088.1| Crossiella equi strain 
43 Crossiella equi Bacteria; 

eae; Pseudonocardiaceae; Crossiella. 
ref|NR_025042.1| Streptomonospora 

77 2410105 Streptomonospora salina 
ptosporangineae; Nocardiopsaceae; 


ref|NR_025006.1| Seinonella 
2451243 2452743 Seinonella 
ceae; Seinonella. 
ref|NR_024953.1| Streptomyces 
2517611 2519099 Streptomyces 
cetales; Streptomycineae; 


ref|NR_024930.1| Streptacidiphilus 
53 2553362 Streptacidiphilus albus 
ptomycineae; Streptomycetaceae; 


ref|NR_024929.1| Streptacidiphilus 
13 2554923 Streptacidiphilus carbonis 
ptomycineae; Streptomycetaceae; 


ref|NR_024889.1| Prauserella rugosa 
91 Prauserella rugosa Bacteria; 
eae; Pseudonocardiaceae; Prauserella. 
ref|NR_024888.1| Amycolatopsis alba 
18 Amycolatopsis alba Bacteria; 
eae; Pseudonocardiaceae; Amycolatopsis. 
ref|NR_024855.1| Propionivibrio 
2645713 2647197 Propionivibrio 
lales; Rhodocyclaceae; Propionivibrio. 
ref |NR_024847.1| Nocardioides 
2656189 2657663 Nocardioides 
omycetales; Propionibacterineae; 


ref|NR_024846.1| Aeromicrobium 


erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


Aeromicrobium. 


2657714 2659187 Aeromicrobium 


241812 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 


Saccharopolyspora. 
241812 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


241812 Bacteria_16S 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


241812 Bacteria_16S 
6S ribosomal RNA, partial sequence 2773134 27 


strain JCM 9920 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
241812 Bacteria_16S 2776150 2776119 14 45 gi| 219857133 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 


Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


241812 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


241812 Bacteria_16S 


minutisporangium 


Frankineae; Crypt 


241812 Bacteria_16S 


strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
241812 Bacteria_16S 2801649 2801618 14 45 gi| 219857116 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
241812 Bacteria_16S 2803170 2803139 14 45 gi|219857115 


strain IFO 14915 


241812 Bacteria_ 
strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


241812 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


241812 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


241812 Bacteria_16S 


strain IFO 12702 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
241812 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


241812 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
241812 Bacteria_16S 


Stre 
2777689 2777658 14 45 gi 
n JCM 4342 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2797084 2797053 14 45 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2798604 2798573 14 45 gi 
strain IFO 15962 16S ribosomal RNA, pa 


pt 
se 


v 


al 
e; 


rt 


osporangiaceae; Cryptosporangium. 


2800126 2800095 14 45 gi 


6S 2804691 2804660 14 45 gi 


2806214 2806183 14 45 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2807735 2807704 14 45 gi 
in IFO 14913 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2809257 2809226 14 45 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
2827286 2827255 14 


1 
; 


2 
1 
; 


45 gi 
ki 
2831869 2831838 14 45 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2833407 2833376 14 45 gi 
16S ribosomal RNA, partial sequence 
Stre 
2834933 2834902 14 45 gi 
1 16S ribosomal RNA, partial sequence 


eq 


’ 


pt 


ne 


2938997 2938966 14 45 gi 


2668039 2668008 14 45 gi| 219857212 
43856 16S ribosomal RNA, partial sequence 26665 
acteria; Actinobacteridae; Actinomycetales; Pseu 
2669554 2669523 14 45 gi|219857211 
M 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 
e; Saccharopolyspora. 
2693629 2693598 14 45 gi| 219857193 
TT 00-51 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
eae; Planotetraspora. 
2774612 2774581 14 45 gi| 219857135 


219857132 
Actinomyc 


219857119 


219857118 


219857117 


16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
219857114 
16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


241812 Bacteria_16S 


omonospori 
219857113 


219857112 


19857111 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 


219856903 
Actinomyc 


219856902 


219856901 


219856831 


746 
omycinea 
quenc 


e 


sequ 
Acti 


e 
n 


ne 


ial sequ 


seque 
Actin 


nce 
omy: 


seque 
Actin 


nce 
omy’ 


sequence 
Actinomy 


neae; Sp 


uence 


28319 
omycinea 


28334 
bacterin 


e; 


e; 


e 


omycet 


e; 


cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Actinoalloteichus. 


ref 
99 2668066 Sacch 
dono 


ref 


es; 


ales; 


ref 
19 Streptomyces 


ref 
57 Streptomyces 


ref 
etal 


ref 


ref 
ence 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 
36 Actinoplanes 
neae 
ref 
59 Actinoplanes 
neae 
ref 
80 Actinoplanes 
neae 
ref 
01 Actinoplanes 
neae 
ref 


ceta 
ref 
ceta 
ref 
ceta 
ref 
96 Sporichthya polymorpha Bacteria; 
oric 
etal 


ref 
28 2833415 Strep 


ref 
66 2834941 Nocar 
eae; 
ref 


NR_024840.1 
cardineae; 


NR_024839.1 
2668117 26695 
Pseudonocar 


NR_024821.1 
2692168 26936 


’ 


NR_024763.1 
Streptomycet 
NR_024761.1 
Streptomycet 
NR_024760.1 
2776208 27776 
es; 


NR_024747.1 
2795622 27970 
ales; 


NR_024746.1 
27971 


NR_024745.1 
; Micromono 
NR_024744.1 
; Micromono 
NR_024743.1 
; Micromono 
NR_024742.1 
; Micromono 
NR_024741.1 
2804752 28062 
les; 


NR_024740.1 
2806275 28077 
les; 


NR_024739.1 
2807796 28092 
les; 


NR_024727.1 


hthyaceae; 
NR_024724.1 
2830390 28318 
es; 


NR_024723.1 


Streptomycet 


NR_024722.1 


Nocardiace 
NR_024650.1 


a 
P 


8 
d 


3 
Streptospo 


a 


a 
9 


Streptomycineae; 


9 
Micromonosporineae; 


4 


s 


s 


s 


s 


2 
Micromo 


4 
Micromo 


6 
Micromo 


s 


7 
Streptomycineae; 


t 
a 


d 
a 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Planotetraspora 
9 Planotetraspora 
rangineae; 


Streptomyces peucetius 

peucetius Bacteria; 

ceae; Streptomyces. 
Streptomyces platensis 

platensis Bacteria; 

ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 


Actinoplanes 
4 Actinoplanes 


Cryptosporangium 
5 2798614 


Actinoplanes lobatus 
lobatus Bacteria; 
poraceae; Actinoplanes. 
Actinoplanes italicus 
italicus Bacteria; 
poraceae; Actinoplanes. 
Actinoplanes humidus 
humidus Bacteria; 
poraceae; Actinoplanes. 
Actinoplanes digitatis 
digitatis Bacteria; 
poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Sporichthya polymorpha 


porichthya. 
Streptomyces 
7 Streptomyces 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Actinoalloteichus 


2937540 2939007 Actinoalloteichus 


241812 Bacteria_16S 2940518 2940487 14 45 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
241812 Bacteria_16S 2942037 2942006 14 45 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
241812 Bacteria_16S 2943553 2943522 14 45 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
241812 Bacteria_16S 2945069 2945038 14 45 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 
241812 Bacteria_16S 2978449 2978418 14 45 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
241812 Bacteria_16S 2979980 2979949 14 45 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
241812 Bacteria_16S 2981516 2981485 14 45 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


241812 Bacteria_16S 3022463 3022412 18 69 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

241812 Bacteria_16S 3104045 3104014 14 45 gi|219846853|ref|NR_026445.1| Verrucosispora 
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gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 
241812 Bacteria_16S 3105571 3105540 14 45 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
241812 Bacteria_16S 3167443 3167420 19 42 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

241812 Bacteria_16S 3170475 3170452 19 42 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
241812 Bacteria_16S 3206994 3206963 14 45 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
241812 Bacteria_16S 3237293 3237262 14 45 gi| 219846763 |ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
241812 Bacteria_16S 3325195 3325164 14 45 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
241812 Bacteria_16S 3329762 3329731 14 45 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
241812 Bacteria_16S 3331291 3331260 14 45 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
241812 Bacteria_16S 3341849 3341818 14 45 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
241812 Bacteria_16S 3344896 3344865 14 45 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
241812 Bacteria_16S 3346423 3346392 14 45 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
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241812 Bacteria_16S 3929770 3929739 14 45 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
241812 Bacteria_16S 4127554 4127523 14 45 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
241812 Bacteria_16S 4202522 4202491 14 45 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

241812 Bacteria_16S 4204020 4203989 14 45 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
241812 Bacteria_16S 4219265 4219234 14 45 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

241812 Bacteria_16S 4234423 4234388 15 50 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
241812 Bacteria_16S 36293 36271 18 40 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

241812 Bacteria_16S 48317 48295 20 42 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
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1378636 1378614 20 42 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


, 


1405517 1405495 20 42 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1429922 1429900 20 42 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


gi 


1455913 1455891 20 42 gi 
n MBIC1298 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
1460244 1460222 20 42 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1464874 1464852 20 42 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 


241812 Bacteria_16S 


subsp. 
subsp. 


16S ribosomal RNA, partial sequence 844000 84550 


862181 86365 


cteria; Actinobacteria; Actinobacterid 


1091188 10926 


1103152 11046 


1118333 11198 


1299363 13008 


1316224 13177 


6S ribosomal RNA, partial sequence 1369567 13709 


1404010 14055 


1458766 1 


1463419 14648 


265678483 


Enterobac 
265678470 


elotrichac 
265678398 
equence 

ae; Actino 


265678390 
ce 98009 
obacterale 
265678381 
al sequenc 
tridiales; 


265678315 


illus. 
265678306 


mily XIII. 
265678305 
ence 11046 
cteroidace 
228716249 


cteriales; 
253680768 
ce 11319 
ales; Micr 


219846811 
ence 12588 
occales; D 
219846779 


ionibacter 
228715851 


ales; Micr 
228718299 


terales; R 
228718145 
uence 

isphaerace 
228717562 
ce 13771 
nadales; A 


219857153 


ocystineae 
224581439 
sequence 

ria; Xanth 


224581417 
sequence 

ia; Aeromo 
224581413 
4602 
Enterobac 
224581410 


mily XIII. 
219878156 


1571979 1571957 20 42 gi 


Oococ 


hodo 


omon 


nada 


teri 


ref|NR_028786.1| Samsonia erythrinae 

2 Samsonia erythrinae Bacteria; 

teriaceae; Samsonia. 

ref|NR_028773.1| Bulleidia extructa 

9 Bulleidia extructa Bacteria; 

eae; Bulleidia. 

ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 


mycetales; Strep 
ref|NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref|NR_028683.1 
e 994185 995652 
Clostridiales F 


ref |NR_028617.1 
88 Lactobacillus 


ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides. 


ref|NR_027549.1 


tomycineae; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 

Acidaminobacter 

Acidaminobacter 
amily XII. Incertae 


Lactobacillus algidus 
algidus Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Bacteroides 

oides acidifaciens 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


Enterobacteriac 
ref|NR_028016.1 
55 1133449 Brevib 
ococcineae; Brev 


ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref |NR_026371.1 


eae; Escherichia. 
Brevibacterium 

acterium sanguinis 

ibacteriaceae; 


Deinococcus 

occus radiopugnans ATCC 
einococcus. 

Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


inea 
ref 


e; Nocardioi 
NR_027540.1 


daceae; Kribbella. 
Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


cineae; Trop 


ref|NR_027572.1 


heryma. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


bacteraceae; 
ref|NR_027571.1 

1371035 137251 
ae; Lentisphaer 
ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales gi 


ref |NR_024781.1 


a. 


Oceanicola. 
Lentisphaera araneosa 
2 Lentisphaera araneosa 


Teredinibacter 
nibacter turnerae T7901 


enera incertae sedis; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


; Haliangiaceae; 
ref|NR_027221.1 

1428427 142992 
adales; Xant 


ref|NR_027198.1 
1454432 145591 
les; Aeromon 


ref |NR_027194.1 


Haliangium. 

Lysobacter 

1 Lysobacter 

homonadaceae; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


aceae; Xenor 
ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 


habdus. 

Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Aeromonas salmonicida 


ref |NR_025295.1 


smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


241812 Bacteria_ 


strain LMG 21880 


16S 1631370 1631348 24 46 gi 


219878456 


16S ribosomal RNA, partial sequence 1629885 16313 


ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

241812 Bacteria_16S 1632906 1632880 20 46 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 
241812 Bacteria_16S 1715309 1715279 14 44 gi|219878398|ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

241812 Bacteria_16S 1929760 1929738 20 42 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

241812 Bacteria_16S 1981378 1981356 14 36 gi| 219878208 |ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

241812 Bacteria_16S 2028704 2028682 20 42 gi|219878177|ref|NR_025316.1| Pectobacterium 
carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 


Enterobacteriale 


241812 Bacteria_ 


aquibiodomus str 
aquibiodomus Bac 
Nitratireductor. 


241812 Bacteria_ 


strain ALC-2 16S 
Proteobacteria; 


241812 Bacteria_ 


strain NCIMB 863 
Proteobacteria; 


241812 Bacteria_ 


lagogenitalium s 
lagogenitalium B 


241812 Bacteria_ 


strain 462/2 16S 
Tenericutes; Mol 


241812 Bacteria_ 


strain CH 16S ri 
Tenericutes; Mol 


s; Enterobacteriaceae; Pectobacterium. 
16S 2099088 2099059 6 36 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


a 
t 


16S 2152143 2152121 20 42 

ribosomal RNA, partial sequence 
Alphaproteobacteria; 
16S 


gi 


Sphingomonadales; 

2171847 2171825 20 42 gi 
4 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2203657 2203635 20 42 gi 
train 12MS 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Mycop 
16S 2208181 2208159 20 42 gi 
ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 
16S 2211212 2211190 20 42 gi 
bosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 


219878123 
uence 
ria; Rhizo 


219857634 


2150729 21521 


Erythrobac 
219857621 
21703 
seudomonad 
219857597 
equence 
lasmatacea 
219857594 


2206719 22081 


219857592 


2209746 22112 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


ref |NR_025262.1 
2097632 209908 
biales; Phylloba 


ref|NR_025223.1| Porphyrobacter cryptus 
42 Porphyrobacter cryptus Bacteria; 
teraceae; Porphyrobacter. 
ref|NR_025210.1| Cellvibrio fulvus 
56 2171849 Cellvibrio fulvus Bacteria; 
aceae; Cellvibrio. 
ref|NR_025185.1| Mycoplasma 

2202199 2203669 Mycoplasma 
e; Mycoplasma. 
ref|NR_025182.1| Mycoplasma dispar 
93 Mycoplasma dispar Bacteria; 


ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


241812 Bacteria_16S 2293473 2293451 20 42 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

241812 Bacteria_16S 2446623 2446601 20 42 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

241812 Bacteria_16S 2500842 2500820 20 42 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

241812 Bacteria_16S 2505417 2505389 14 42 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

241812 Bacteria_16S 2576510 2576488 20 42 gi|219857284|ref|NR_024915.1| Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
241812 Bacteria_16S 2622681 2622659 24 46 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

241812 Bacteria_16S 2640977 2640943 16 50 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
241812 Bacteria_16S 2660697 2660675 14 36 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

241812 Bacteria_16S 2696446 2696424 20 42 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 

241812 Bacteria_16S 2773076 2773054 14 36 gi|219857136|ref|NR_024764.1| Streptomyces 


venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetacea 


e; Streptomyces. 


2771601 2773083 Streptomyces 
Streptomycineae; 


241812 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


241812 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


241812 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


241812 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


241812 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


241812 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


241812 Bacteria_16S 


DSM 11303 16S rib 
Deinococcus-Therm 


241812 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


241812 Bacteria_16S 


strain DSM 3963 1 
Deinococcus-Therm 


241812 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


241812 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


241812 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


241812 Bacteria_16S 


2818281 2818255 20 46 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


2921006 2920984 20 42 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2922564 2922542 20 42 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2937488 2937466 20 42 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3042269 3042247 24 46 
S ribosomal RNA, partial sequence 


gi 


osomal RNA, partial sequence 
us; Deinococci; Deinococcales; Deinoco 
3168958 3168936 20 42 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 

3171991 3171969 20 42 gi 


Deinococci; Deinococcales; Deinoco 
3271934 3271912 20 42 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 

3273472 3273450 20 42 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 

3326721 3326691 15 45 gi 
43916 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


us; 


3337304 3337270 16 50 gi 


1 
si 


1 
ct 


ue 
al 


a; 


cc 


s 


De 


cc 


E 


E 


en 
al 


219856912 


sequence 
pelotric 


219856843 


sequence 
eria; Ps 


219856842 


nce 
es; 


uence 


219846895 
3040796 30422 


bacillales; Aerococcaceae; Facklamia. 

3046830 3046796 14 48 gi|219846891|ref|NR_026483.1 
HKI 0125 16S ribosomal RNA, partial sequence 3045360 304685 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
e; Ornithinicoccus. 

3147568 3147546 20 42 gi|219846824|ref|NR_026416.1 


3146120 31475 


aceae; D 


219846809 


equence 
inococca 


219846807 
6S ribosomal RNA, partial sequence 3170548 31720 


aceae; D 


219846740 


32704 
nterobac 


219846739 


32719 
nterobac 


219846701 


ce 33252 
es; Micr 


219846694 


strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 33373 


Actinobacteria; A 


241812 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


241812 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


241812 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


241812 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


241812 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


241812 Bacteria_16S 


strain M17C 16S r 
Actinobacteria; A 


241812 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


ctinobacteridae; Actinomycetales; Cory 
3338814 3338780 16 50 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3340326 3340292 16 50 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

3347949 3347927 14 36 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3349475 3349453 14 36 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3355617 3355583 14 48 gi 
rain CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 

3378543 3378509 15 49 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3395143 3395109 14 48 gi 


gi 


ctinobacteridae; Actinomycetales; Micr 


241812 Bacteria_16S 


3503568 3503534 14 48 gi 


ne 
al 


e; 


rt 
da 


ce 
al 


al 


et 
ae 


oc 


oc 


bacterin 


219846693 


sequenc 


219846692 


ial sequ 
e; Actin 


219846686 


33464 


es; Micr 


219846685 


33480 


es; Micr 


219846680 


e sequen 
Actino: 


’ 


219846664 
3377063 33785 
occineae; 
219846649 
6S ribosomal RNA, partial sequence 3393663 33951 


occineae 


219846574 


Euba 

219856832 
eq 
Rhodosp 


Actinomycet 


ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
NR_024651.1 
2936039 293748 
irillales; Aceto 


ref |NR_026487.1 


eino 
ref 


coccus. 
NR_026401.1 
167516 316898 
Deinococcac 
NR_026399.1 


Ww 


les; 
ref 


einococcus. 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref|NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


ref |NR_026278.1 
76 3347951 Microm 
omonosporineae; 


ref |NR_026277.1 
02 3349477 Microm 
omonosporineae; 


ref|NR_026272.1 
ce 3354134 335564 
mycetales; Micro 
ref |NR_026256.1 


; De 
ref 


rmacoccaceae 
NR_026241.1 


; Brevibacteriac 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Eubacterium 
6 Eubacterium 
cterium. 

Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
iilay 

Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Micromonospora 
onospora halophytica 
Micromonosporaceae; 


Micromonospora 
lonospora coerulea 
Micromonosporaceae; 


Brachybacterium 
5 Brachybacterium 


coccineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 


ref|NR_026166.1 


Brevibacterium linens 


strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 


241812 Bacteria_16S 
capsulatus strain 
Bacteria; 
241812 Bacteria_16S 
aggregatus strain 


241812 Bacteria_16S 
strain : CIP 7430 


241812 Bacteria_16S 
strain ATCC 35799 


Mycobacterium. 
241812 Bacteria_16S 
strain USDA 1844 


241812 Bacteria_16S 


strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


241812 Bacteria_16S 
halophilus strain 


Halothiobacillus. 
241812 Bacteria_16S 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3578326 3578300 16 


216 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


3579790 3579764 16 


3613434 3613412 20 


3626730 3626696 16 


3646665 3646643 20 


3648156 3648134 20 


3719342 3719320 20 


3751880 3751858 20 


42 


complete sequence 


42 


IFAM 1003 16S ribosomal RNA, partial 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; 


42 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


50 


complete sequence 


42 


42 


42 


42 


gi|219846524 


219846523 
sequence 


gi 
gi|219846497 


gi| 219846488 


gi| 219846474 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 


gi| 219846473 


gi| 219846424 


DSM 6132 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


gi| 219846398 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 


ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


241812 Bacteria_16S 


strain M165/69 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


241812 Bacteria_16S 


3754920 3754898 20 


3798610 3798588 20 


42 


42 


strain PS-1 16S ribosomal RNA, partial sequence 


241812 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 

241812 Bacteria_16S 


Bacteria; 


3813828 3813806 20 


3816901 3816879 20 


Proteobacteria; 


42 


42 


gi| 219846396 
3753459 37549 


gi| 219846364 
3797117 37986 


gi|219846354 


strain CECT 4199 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846352 


hydrothermalis strain R3 16S ribosomal RNA, partial sequence 


hydrothermalis Bacteria; 


Halothiobacillus. 
241812 Bacteria_16S 
F275 
Lactobacillales; 
241812 Bacteria_16S 
strain DSS12 16S 


Proteobacteria; 


3862280 3862258 20 


16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


3951790 3951768 20 


Gammaproteobacteria; 


42 


3860745 3862279 Lactobacillus reuteri 
Lactobacillus. 


42 


ribosomal RNA, partial sequence 


gi| 219846321 


gi|219846258 
3950287 39517 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


241812 Bacteria_16S 


3953346 3953324 20 


42 


strain DSK1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


241812 Bacteria_16S 


laevolacticus strain M-8 16S ribosomal RNA, 
laevolacticus Bacteria; 


241812 Bacteria_16S 
IAM 
Bacillales; 
241812 Bacteria_16S 


3959245 3959223 24 


Firmicutes; 
3960778 3960756 24 


Bacillus. 
4009557 4009535 20 


46 


46 


12464 16S ribosomal RNA, partial sequence 
Bacillaceae; 


42 


strain 848 16S ribosomal RNA, partial sequence 


241812 Bacteria_16S 


strain CM2104 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


241812 Bacteria_16S 


strain NRRL B-16327 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


241812 Bacteria_16S 


lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; 
Glycomyces. 


Glycomycetaceae; 
241812 Bacteria_16S 


4012587 4012553 14 


4032339 4032317 14 


4035443 4035421 14 


4062437 4062407 15 


48 


36 


36 


45 


gi| 219846257 
3951843 39533 


gi|219846253 


complete sequence 


Bacillales; Sporolactobacillaceae; 


gi| 219846252 
3959295 39607 


gi| 219846217 
4008054 40095 


gi|219846215 
4011119 40125 


219846202 

40308 
Glyc 

219846200 


gi 


gi 


219846178 


gi 


Rhizobiales; 


3646715 3648155 Helicobacter 
Helicobacteraceae; 


Chromatiales; 


Chromatiales; 


Actinomycetales; 


ref|NR_026116.1 
Bl 
ref|NR_026115.1 
3578376 357978 
ref |NR_026089.1 
Aeromonas. 


ref|NR_026080.1 


ref|NR_026066.1 


ref|NR_026065.1 
Heli 
ref|NR_026015.1 

3717841 371934 
Halothiob 


ref|NR_025989.1 
3750418 375189 
Mycoplasma. 
ref |NR_025987.1 


ref|NR_025955.1 
Cyclocla 
NR_025945.1 
381232 
Aeromonadales; 


ref 


ref|NR_025943.1 
3815400 381690 
Halot 


ref|NR_025911.1 


ref |NR_025848.1 


Shewanella. 
NR_025847.1 


eae; 
ref 


Moritella. 

ref |NR_025843.1 
3957761 395924 

Sporolacto 


ref|NR_025842.1 


ref |NR_025807.1 
Aeromonas. 
ref|NR_025805.1 


Intrasporangia 
ref|NR_025792.1 


omycineae; Glyco 
ref|NR_025790.1 
403395 


ref 


Bradyrhizobiaceae; 


77 Bacillus firmus Bacteria; 


Blastobacter 


3576905 3578325 Blastobacter capsulatus 
Bradyrhizobiaceae; 


astobacter. 
Blastobacter 

9 Blastobacter 

Blastobacter. 

Aeromonas bestiarum 


3611933 3613434 Aeromonas bestiarum Bacteria; 
omonadaceae; 


Mycobacterium szulgai 


3625268 3626729 Mycobacterium szulgai 
Corynebacterineae; Mycobacteriaceae; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Halothiobacillus 

4 Halothiobacillus 

acillaceae; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


sticus. 
Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Bacillus firmus strain 
Firmicutes; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces 


0 4035456 Glycomyces 


Glycomycineae; 


NR_025768.1 


Nocardiopsis salina 


strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


241812 Bacteria_16S 4070049 4070027 14 36 gi| 219846173 |ref|NR_025763.1 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 40700 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
241812 Bacteria_16S 4110783 4110761 14 36 gi|219846145|ref|NR_025735.1 
strain HD9 16S ribosomal RNA, partial sequence 4109294 41108 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
241812 Bacteria_16S 4112349 4112327 14 36 gi|219846144|ref|NR_025734.1 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 41123 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
241812 Bacteria_16S 4121446 4121412 14 48 gi|219846137|ref|NR_025727.1 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
241812 Bacteria_16S 4205566 4205536 15 45 gi|219846072|ref|NR_025662.1 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 420556 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

241812 Bacteria_16S 19549 19528 14 35 gi|265679051|ref|NR_029359.1 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fle 
Hymenobacter. 

241812 Bacteria_16S 33382 33361 14 35 gi|265679042|ref|NR_029350.1 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

241812 Bacteria_16S 79995 79974 21 42 gi|265679011|ref|NR_029319.1 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
Pseudomonas. 

241812 Bacteria_16S 110442 110421 14 35 gi| 265678989 |ref|NR_029297.1 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
241812 Bacteria_16S 137979 137958 14 35 gi|265678971|ref|NR_029279.1 
strain 27 16S ribosomal RNA, partial sequence 136495 13800 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
241812 Bacteria_16S 145588 145567 14 35 gi|265678966|ref|NR_029274.1 
strain 55134 16S ribosomal RNA, partial sequence 144082 14559 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; J 
241812 Bacteria_16S 159333 159312 14 35 gi| 265678957 |ref|NR_029265.1 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Microbacteriaceae; Microbacterium. 

241812 Bacteria_16S 294977 294956 14 35 gi|265678864|ref|NR_029170.1 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthec 
241812 Bacteria_16S 336239 336218 14 35 gi|265678834|ref|NR_029139.1 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifido 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
241812 Bacteria_16S 337807 337786 14 35 gi| 265678833 |ref|NR_029138.1 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifido 
Parascardovia. 

241812 Bacteria_16S 339371 339350 14 35 gi| 265678832 |ref|NR_029137.1 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifido 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
241812 Bacteria_16S 360146 360125 14 35 gi| 265678815 |ref|NR_029120.1 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
241812 Bacteria_16S 378188 378167 14 35 gi| 265678803 |ref|NR_029108.1 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
241812 Bacteria_16S 390397 390376 14 35 gi|265678795|ref|NR_029100.1 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Promicromonosporaceae; Myceligenerans. 

241812 Bacteria_16S 398066 398045 14 35 gi|265678790|ref|NR_029095.1 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Cellulomonadaceae; Cellulomonas. 

241812 Bacteria_16S 407365 407344 14 35 gi|265678784|ref|NR_029089.1 


strain XILO8 16S 


ribosomal RNA, complete sequence 


e: 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Streptomyces 
5 Streptomyces 


mycineae; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Pseudomonas 
Pseudomonas 


seudomonadaceae; 


Kocuria varians strain 
ria; Actinobacteria; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Microbacterium 
Microbacterium 
cineae; 


Prosthecochloris 
Prosthecochloris 
ochloris. 
Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Parascardovia 
Parascardovia 
bacteriaceae; 


v 


Bifidobacterium 
bacterium saeculare 
Bifidobacterium. 
Nesterenkonia lutea 
lutea Bacteria; 
Nesterenkonia. 
Agromyces ulmi strain 
ia; Actinobacteria; 


’ 


v 


Myceligenerans 
Myceligenerans 
cineae; 


Cellulomonas 
Cellulomonas 
ccineae; 


Xylanibacterium ulmi 


405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanibacterium. 


241812 Bacteria_16S 


F89 
Flavobacteria; 


16S ribosomal 
Fl 


241812 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


241812 Bacteria_16S 


strain QH3A7 16S 


425963 425942 14 
RNA, partial sequence 
avobacteriales; 


35 gi 
Flavobacteriaceae; For 
427528 427507 14 35 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 

490423 490402 14 35 
ribosomal RNA, complete sequence 


gi 


265678771 


424476 425990 Formo 


mosa. 
265678770 


265678725 


488917 49045 


1 sequence 
e; Actinomycet 


ref 
saa 


NR_029076.1 
lgae Bacteri 


ref|NR_029075.1 
426041 427535 
ales; Microc 


ref |NR_029030.1 


Formosa algae strain 
a; Bacteroidetes; 


Nesterenkonia 
Nesterenkonia 


occineae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

241812 Bacteria_16S 521008 520987 14 35 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

241812 Bacteria_16S 522535 522514 14 35 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
241812 Bacteria_16S 531695 531662 17 50 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

241812 Bacteria_16S 571407 571386 14 35 gi|265678672|ref|NR_028977.1| Pedobacter africanus 


strain K 1/K2 16S 
Bacteroidetes; Sp 


241812 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


241812 Bacteria_16S 


strain HKI 0120 1 
Actinobacteria; A 


241812 Bacteria_16S 


strain HKI 0119 1 
Actinobacteria; A 


241812 Bacteria_16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


241812 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


241812 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


241812 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


241812 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


241812 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


241812 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


241812 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; A 


241812 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


241812 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


241812 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


241812 Bacteria_16S 


ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
602826 602805 14 35 gi 
2SM29 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
636399 636378 14 35 gi 


ctinobacteridae; Actinomycetales; Micr 
637930 637909 14 35 gi 


ctinobacteridae; Actinomycetales; Micr 
642569 642548 14 35 gi 
rain EL-30 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
esterenkonia. 
711742 #711721 
16S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; M 
782847 782826 14 35 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 
855906 855885 14 35 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 
859026 859005 27 48 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
901507 901486 21 42 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
952591 952558 14 47 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1103075 1103054 14 35 gi 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1107686 1107665 14 35 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


21 42 gi 
partial sequence 


, 


1113776 1113755 14 
76 16S 
acteria 


35 gi 
ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


v 


1137960 1137939 14 

mal RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
1139510 1139489 14 35 gi 


35 gi 


569932 57142 
ingobacter 


265678651 
ence 60134 
s; Flavoba 
265678627 


6S ribosomal RNA, partial sequence 634924 63640 


ococcineae 
265678626 


6S ribosomal RNA, partial sequence 636453 63793 


ococcineae 
265678623 
sequence 

ae; Actino 


265678575 

71023 
oritellace 
265678524 
sequence 
dae; Actin 


265678475 
equence 
dae; Actin 


265678473 
ce 85752 
ibrionales 
265678444 
e 90001 
hales; Pis 
265678411 


951100 95259 


mamonadace 
265678308 


1101592 11031 


ococcineae 
265678304 

11062 
ales; Stre 
265678300 
e 11123 
ales; Micr 


253680765 


1136447 1137959 Leifs 


obacteriac 
253680764 


iaceae; Pedobact 
ref |NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref |NR_028932.1 
; In 
ref 


trasporangia 
NR_028931.1 
; Intrasporangia 
ref |NR_028928.1 

641107 642573 
mycetales; Micro 


ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 
ref |NR_028828.1 

781358 782875 
omycetales; Micr 


ref|NR_028778.1 
854408 855931 
omycetales; Prop 


ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028713.1 


Curvibacter. 
NR_028610.1 


ae; 
ref 


; Microbacteriac 
ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae; 


ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


ref 
onia 
eae; 


NR_028013.1 
aurea Bacte 
Leifsonia. 


1 Pedobacter africanus Bacteria; 


er. 
Gelidibacter 
bacter mesophilus 
dibacter. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Moritella viscosa 
lla viscosa Bacteria; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Desulfovibrio 

ovibrio mexicanus 

aceae; Desulfovibrio. 
Thioalkalimicrobium 

kalimicrobium sibiricum 
Thioalkalimicrobium. 

Curvibacter delicatus 


, 


4 Curvibacter delicatus Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Nonomuraea longicatena 

raea longicatena 
Streptosporangiaceae; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


ref|NR_028012.1 


Leifsonia rubra strain 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 


241812 Bacteria_16S 1206126 1206105 20 41 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

241812 Bacteria_16S 1227179 1227158 14 35 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

241812 Bacteria_16S 1234807 1234786 14 35 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

241812 Bacteria_16S 1248429 1248404 17 42 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

241812 Bacteria_16S 1326945 1326912 17 50 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

241812 Bacteria_16S 1331508 1331487 14 35 gi|219846082|ref|NR_025672.1| Bifidobacterium 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 


Bifidobacteriales; 
241812 Bacteria_16S 
DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 
241812 Bacteria_16S 
strain E58 16S ri 


241812 Bacteria_16S 
OT-1 16S ribosoma 
Flavobacteria; Fl 
241812 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 


bosomal RNA, 


1349932 1349911 14 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1367895 1367870 17 


1375587 1375566 14 


1 RNA, partial sequence 
avobacteriales; 


Flavobacteri 
1422139 1422118 14 


strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


241812 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 


1454369 1454348 14 


strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


241812 Bacteria_16S 
strain CCM 132 16 


1461786 1461765 14 


S ribosomal RNA, partial sequence 


Bifidobacterium. 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


35 gi 


al 


42 gi 


35 gi 
Kordi 
gi 


aceae; 
35 

1 
ri 
35 gi 
J: 
ri 


35 gi 


228720600 
1348448 13499 


228718799 


1366379 13679 


228717906 
1374101 1375614 Kordi 


224581444 


224581418 


224581412 
1460297 14618 


ref 


es; Micrococ 


ref 


ref 

aal 
a. 
ref 
sequ 
dae; 


ence 
Actinom 
ref 
ence 
Act 


sequ 


dae; inom 


ref 


42 Sanguibacter 


26 Chlamydophila 


1420664 14221 


1452894 145438 


NR_027595.1 


cineae; Sang 


NR_027576.1 


NR_027568.1 
gicida OT-1 


NR_027226.1 
6 


ycetales; Mi 


NR_027199.1 
ycetales; Mi 


NR_027193.1 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriaceae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Arthrobacter 
1 Arthrobacter 


crococcineae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

241812 Bacteria_16S 1499736 1499711 23 48 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

241812 Bacteria_16S 1537345 1537324 14 35 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

241812 Bacteria_16S 1538905 1538884 14 35 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

241812 Bacteria_16S 1604257 1604236 14 35 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

241812 Bacteria_16S 1605793 1605772 14 35 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

241812 Bacteria_16S 1617757 1617736 14 35 gi|219878465|ref|NR_025604.1| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

241812 Bacteria_16S 1619280 1619259 14 35 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

241812 Bacteria_16S 1620803 1620782 14 35 gi| 219878463 |ref|NR_025602.1] Algoriphagus 


aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 


aquimarinus Bacteria; 
Algoriphagus. 


Bacteroidetes; Sphingob 


acteria; 


1619338 1620810 Algoriphagus 
Sphingobacteriales; Cyclobacteriaceae; 


241812 Bacteria_16S 1622326 1622305 14 35 gi|219878462|ref|NR_025601.1 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 162233 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclob 
Algoriphagus. 

241812 Bacteria_16S 1626840 1626819 14 35 gi| 219878459 |ref|NR_025598.1 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 162685 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Intrasporangiaceae; Arsenicicoccus. 

241812 Bacteria_16S 1628361 1628340 14 35 gi| 219878458 |ref|NR_025597.1 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavob 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flav 
241812 Bacteria_16S 1698546 1698525 14 35 gi| 219878409 |ref|NR_025548.1 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

241812 Bacteria_16S 1716843 1716822 14 35 gi| 219878397 |ref|NR_025536.1 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 17168 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
241812 Bacteria_16S 1719919 1719898 14 35 gi| 219878395 |ref|NR_025534.1 
strain A37 16S ribosomal RNA, partial sequence 1718445 17199 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
241812 Bacteria_16S 1774474 1774453 14 35 gi|219878354|ref|NR_025493.1 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 177448 


roseoviolaceus Ba 
Streptomycetaceae; 
241812 Bacteria_16S 
paurometabola str 
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Bacteroidetes; 


joostei Bacteria; 
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scophthalmum Bact 
Chryseobacterium. 
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foliorum Bacteria 
Microbacterium. 
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strain CF-25 16S 
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v 


241812 Bacteria_16S 
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241812 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; G 
241812 Bacteria_16S 
strain CCUG 35957 


241812 Bacteria_16S 
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Bacteroidetes; Ba 
241812 Bacteria_16S 


cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


1806386 1806365 14 


ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 


1807924 1807903 14 


1812506 1812485 14 


flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. 


1818659 1818638 14 


ain DSM 11118 16S ribosomal RNA, parti 
teria; 


Bacteroidetes; 


1823240 1823219 14 


1920546 1920525 14 


1922054 1922033 14 


in LMG 13028 16S ribosomal RNA, partia 


Bacteroidetes; 


1949540 1949519 14 


333/02 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Ac 


1958549 1958528 14 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


1960102 1960081 14 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


1993877 1993848 13 


2036226 2036205 14 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


2047118 2047089 15 


ibosomal RNA, partial sequence 
cteroidia; 


2053364 2053328 14 


Bacteroidales; 


ae; Actinomycetales; Strep 
35 gi|219878332|ref|NR_025471.1 
al sequence 1804913 180639 
e; Actinomycetales; Microc 
35 gi|219878331|ref|NR_025470.1 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219878328 
ib 


35 gi 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; 


elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


occineae 


La 
ref 


osomal RNA, 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; 


Curtobacterium. 
35 gi|219878324|ref|NR_025463.1 
al sequence 1817180 181866 
Sphingobacteria; Sphingobacteriales; Flexi 
35 gi|219878321|ref|NR_025460.1 
ococcineae; Microbacteriac 
35 gi| 219878248 |ref|NR_025387.1 
nce 1919085 192055 
Flavobacteria; Flavobacteriales; Flavobacteriace 
35 gi| 219878247 |ref|NR_025386.1 
1 sequence 1920604 192206 
Flavobacteria; Flavobacteriales; Flavobacte 
35 gi|219878229|ref|NR_025368.1 
nce 1948071 194955 
tinomycetales; Micrococcin 
35 gi| 219878223 |ref|NR_025362.1 
1957067 1958565 Arthrobacter 
ococcineae; Micrococcaceae 
35 gi|219878222|ref|NR_025361.1 
1958616 1960116 Arthrobacter 
ococcineae; Micrococcaceae 
42 gi|219878200|ref|NR_025339.1 
Enterobacteriaceae; Serra 
35 gi|219878171|ref|NR_025310.1 
2034753 2036233 Rothia 
occineae; Micrococcaceae 
44 gi|219878161|ref|NR_025300.1 
2045623 20471 
Prevotellaceae; Prevotella. 
50 gi| 219878157 |ref|NR_025296.1 


1llulomonadac 
NR_025467.1 
partial sequ 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Flavobacterium 
acterium frigoris 
obacterium. 

Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
Ce 


eae; Oerskovia. 
Curtobacterium 
ence 1811040 1812516 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 

riaceae; 


Microbacterium 
0 Microbacterium 


eae; Microbacteriaceae; 


Arthrobacter luteolus 


luteolus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


’ 


Arthrobacter. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 

Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 

Prevotella albensis 


v 


17 Prevotella albensis Bacteria; 


Mycobacterium 


2051875 2053391 Mycobacterium 


241812 Bacteria_16S 2063927 2063906 14 35 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
241812 Bacteria_16S 2065451 2065430 14 35 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
241812 Bacteria_16S 2066981 2066960 14 35 gi| 219878146 |ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
241812 Bacteria_16S 2077722 2077701 14 35 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
241812 Bacteria_16S 2079286 2079265 14 35 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
241812 Bacteria_16S 2080838 2080817 14 35 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 
241812 Bacteria_16S 2082392 2082371 14 35 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 
241812 Bacteria_16S 2180879 2180858 14 35 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
241812 Bacteria_16S 2182395 2182374 14 35 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
241812 Bacteria_16S 2358426 2358405 14 35 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 
241812 Bacteria_16S 2359944 2359923 14 35 gi| 219857488 |ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 


ND 


ND 


241812 Bacteria_16S 2361469 2361448 14 35 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

241812 Bacteria_16S 2362986 2362965 14 35 gi|219857486|ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

241812 Bacteria_16S 2514553 2514532 14 35 gi|219857368|ref|NR_024956.1| Xylanimicrobium 


pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 
241812 Bacteria_16S 2516065 2516041 24 48 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
241812 Bacteria_16S 2535784 2535763 14 35 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 


241812 Bacteria_16S 2547321 2547288 14 47 gi|219857346|ref|NR_024934.1| Hylemonella gracilis 
strain ATCC 19624 16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 

241812 Bacteria_16S 2702636 2702607 20 49 gi|219857187|ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

241812 Bacteria_16S 2714516 2714491 25 50 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

241812 Bacteria_16S 2761016 2760995 14 35 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

241812 Bacteria_16S 2785144 2785123 14 35 gi|219857127|ref|NR_024755.1| Okibacterium 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 
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strain 801 16S ri 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 
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oc 
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bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3007452 3007431 14 35 
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gi 


oc 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
241812 Bacteria_16S 


occineae 
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241812 Bacteria_16S 


ococcineae 
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eria; Actinobacteria; Actinobacteridae; Actinomy 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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3069458 3069437 14 35 gi| 219846876 
train DSM 8609 16S ribosomal RNA, partial sequen 
acteria; Actinobacteria; Actinobacteridae; Actin 
; Microbacterium. 
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ceae; Terracoccus. 
Thermonema rossianum 


04 Thermonema rossianum Bacteria; 
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eae; Agrococcus. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter oxydans 


49 Arthrobacter oxydans Bacteria; 


v 


Arthrobacter. 


ref |NR_026235.1 


Arthrobacter ilicis 


strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


241812 Bacteria_16S 
histidinolovorans 
histidinolovorans 


strain 
Bacteri 


3405809 3405788 14 


219846642 
ar 
ri 


35 gi 
DSM 20115 16S ribosomal RNA, p 


a; Actinobacteria; Actinobacteridae; 


tial seq 
Act 


Micrococcaceae; 


241812 Bacteria_ 


strain DSM 20116 
Actinobacteria; 


241812 Bacteria_ 


strain DSM 9442 
Thermotogae; The 


241812 Bacteria_ 


strain DSM 3133 
Actinobacteria; 


241812 Bacteria_ 


strain DSM 44070 
Bacteria; Actino 
Thermocrispum. 


241812 Bacteria_ 


strain DSM 43045 
Actinobacteria; 


241812 Bacteria_ 


strain DSM 20145 
Actinobacteria; 


241812 Bacteria_ 


testaceum strain 
testaceum Bacter 
Microbacterium. 


241812 Bacteria_ 


liquefaciens str 
liquefaciens Bac 
Microbacteriacea 


241812 Bacteria_ 


imperiale strain 
imperiale Bacter 
Microbacterium. 


241812 Bacteria_ 


lacticum strain 
lacticum Bacteri 
Microbacterium. 


241812 Bacteria_ 


strain DSM 7485 
Actinobacteria; 


241812 Bacteria_ 


strain DSM 7486 
Actinobacteria; 


241812 Bacteria_ 


strain DSM 20542 
Actinobacteria; 


241812 Bacteria_ 


strain DSM 20528 
Actinobacteria; 


241812 Bacteria_ 


strain ATCC 3353 
Bacteria; Teneri 


241812 Bacteria_ 


cangingivalis st 
cangingivalis Ba 


241812 Bacteria_ 


sputigena strain 
sputigena ATCC 3 
Capnocytophaga. 


241812 Bacteria_ 


strain ATCC 1571 
Bacteria; Proteo 


241812 Bacteria_ 


strain HK 204 16 
Proteobacteria; 


241812 Bacteria_ 


strain EN 101 16 
Proteobacteria; 


241812 Bacteria_ 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 


Arthrobacter. 

16S 3407336 3407315 14 35 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 3452063 3452042 14 35 gi 
1 
rmotogales; Thermotogaceae; 
16S 3488596 3488575 14 

1: 
Actinobacteridae; Actinomycetales; Micr 
16S 3496127 3496106 15 36 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


Thermotoga. 
35 gi 


b 


16S 3505094 3505073 14 35 gi 
Actinobacteridae; Actinomycetales; Micr 


16S 3506623 3506602 14 35 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3508139 3508118 14 35 gi 
DSM 20166 16S ribosomal RNA, partial s 
i 


16S 3509660 3509639 14 35 gi 
ain DSM 20638 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae 
e; Microbacterium. 

16S 3511180 3511159 14 
DSM 2053 
a; Actin 


35 gi 
0 16S ribosomal RNA, partial s 
i 


16S 3512704 3512683 14 
DSM 20427 
a; Actino 


35 gi 
16S ribosomal RNA, partial se 
bacteria; Actinobacteridae; Ac 


’ 


16S 3514227 3514206 14 
16S ribos 
Actinobacteridae; Actinomycetales; Micr 
16S 3515751 3515730 14 35 gi 
16S ribos 
Actinobacteridae; Actinomycetales; Micr 
16S 3517271 3517250 14 35 gi 
16S ribo 
Actinobac 
16S 


35 gi 


teridae; Actinomycetales; Micr 
3518793 3518772 14 35 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3520325 3520296 20 49 gi 
0 16S ribosomal RNA, partial sequence 

cutes; Mollicutes; Mycoplasmataceae; My 
16S 3549514 3549493 14 35 gi 
rain VPB 4874 16S ribosomal RNA, partia 
cteria; Bacteroidetes; Bacteroidia; Bac 
16S 3605963 3605942 14 35 gi 
ATCC 33612 16S ribosomal RNA, partial 

3612 Bacteria; Bacteroidetes; Flavobact 
16S 3668134 3668113 21 
2 16S ribosomal RNA, pa 
bacteria; Gammaproteobacteria; Enteroba 
16S 3669640 3669619 21 42 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 3671146 3671125 21 42 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


42 gi 
rtial sequence 


16S ribosomal RNA, partial sequence 3405866 34073 


6S ribosomal RNA, partial sequence 3450571 34520 


6S ribosomal RNA, partial sequence 3487117 34886 


16S ribosomal RNA, partial sequence 3503623 35051 


16S ribosomal RNA, partial sequence 3505155 35066 


a; Actinobacteria; Actinobacteridae; Act 


obacteria; Actinobacteridae; Act 


omal RNA, partial sequence 3512760 35142 


omal RNA, partial sequence 3514284 35157 


somal RNA, partial sequence 3515805 35172 


16S ribosomal RNA, partial sequence 3517327 35187 


3668184 36696 


3669690 36711 


219846641 


ococcineae; 


219846609 


219846584 


ococcineae; 


219846579 
34946 
Pseu 


ales; 


219846573 


ococcineae; 


219846572 


ococcineae 
219846571 
equence 

inomycet 


219846570 
1 sequence 
; Actinomy: 
219846569 
equence 

inomycet 


219846568 
quence 
tinomyceta 


219846567 


occineae; 


66 


oc 
2198465 


ococcineae; 


219846565 


occineae; 


oc : 
64 


2198465 


ococcineae; 


219846563 
35188 
coplasma. 

219846544 
1 sequence 
teroidales 
219846503 
sequence 

eria; Flav 


4 


219846459 
36666 
cteriales; 
219846458 


7 


Enterobac 
219846457 


Enterobac 


16S 3674162 3674141 21 42 gi 


219846455 


ref 


ref 


ref 


ref 


ref 


ref 


ceta 
ref 

ales 
ref 

les; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


Mi 


Ce 


cardineae; 


Mi 
Mi 


crobact 


v 


les; Mi 


3509716 3 
Micro 


5111 
cocc 


, 


3511236 3 
Microc 


5127 


Microbacteria 


Microbact 


Microbact 


Microbacteria 


9 3520338 Mycop 


3548038 35495 
Po 


3604483 36059 


teriales; 


9 3668133 Brenn 
Enterobacteria 


Erwi 


aceae; 


aceae; Bren 


NR_026233.1 
45 Arthrobacter 
crococcacea 
NR_026201.1 
89 Thermotoga elfii Bacteria; 


NR_026176.1 
02 Actinotalea fermentans Bacteria; 
1llulomonada 
NR_026171.1 
39 3496156 Thermo 
dono 


NR_026165.1 
04 Agromyces ramosus Bacteria; 
crobacteriac 
NR_026164.1 
22 Microbacterium barkeri Bacteria; 
eria 


NR_026161.1 


NR_026160.1 
occi 


NR_026159.1 
33 Rathayibacter 


NR_026158.1 
54 Rathayibacter 
eria 
NR_026157.1 
76 Curtobacterium luteum Bacteria; 
eria 
NR_026156.1 
98 Curtobacterium citreum Bacteria; 


NR_026155.1 


NR_026136.1 


rphyromonad 
NR_026095.1 


NR_026050.1 


NR_026049.1 
39 Erwinia persicina Bacteria; 
teri 
ref |NR_026048.1 
45 Brenneria nigrifluens Bacteria; 
teri 
ref |NR_026046.1 


3672704 3674161 Pectobacterium 


e 


Cc 


P 


Cc 


8 
ak 


0 
n 


Cc 


Cc 


Cc 


Cc 


1 
2 
a 
7 


1 


e 
Cc 


n 


n 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


v 


Arthrobacter. 
Thermotoga elfii 


Actinotalea fermentans 


eae; Actinotalea. 
Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Agromyces ramosus 


eae; Agromyces. 
Microbacterium barkeri 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


eae; Curtobacterium. 
Curtobacterium citreum 


eae; Curtobacterium. 
Mycoplasma genitalium 
asma genitalium 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


ia. 
Brenneria nigrifluens 


eria. 


Pectobacterium 


betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Pectobacterium. 


241812 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


241812 Bacteria_16S 
train ST90 16S ribosomal RNA, partial 
Clostridia; 


thermocisternum s 
thermocisternum B 


241812 Bacteria_16S 


michiganensis sub 


Actinomycetales; 


241812 Bacteria_16S 


salegens strain D 
salegens Bacteria 


241812 Bacteria_16S 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 
Flavobacteria; 


hibernum Bacteria 


241812 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; Sp 


241812 Bacteria_16S 
ain YIM 31327 16S ribosomal RNA, partial 


violaceinigra str 
violaceinigra Bac 


241812 Bacteria_16S 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


241812 Bacteria_16S 
DSM 43879 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


cellulans strain 
cellulans Bacteri 
Promicromonospora 


241812 Bacteria_16S 


strain 136 16S ri 


strain 136 16S ri 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


241812 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


241812 Bacteria_16S 
tuberculostearicum strain Medalle X 16S ribosomal RNA, 


3675667 3675646 21 


3765517 3765496 27 


acteria; Firmicutes; 
3769897 3769876 14 


3815342 3815321 14 


; Bacteroidetes; 
3844174 3844153 14 


; Bacteroidetes; 
4007993 4007972 14 


hingobacteria; 
4060938 4060913 22 


teria; Proteobacteria; 
4192089 4192068 21 


ria; Proteobacteria; 
119773 119753 15 


Cellulosimicrobium. 
121273 121253 15 


ceae; 


121323 121303 15 


240456 240429 14 


cia complex. 
399589 399553 14 


ardia. 
574371 574335 14 


42 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobacteri 
ref 
3764125 376551 
Pept 
ref 
RNA, 


48 


35 


species tessellarius strain 78181 16S 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; 


35 


SM 5424 16S ribosomal RNA, partial sequence 
Flavobacteria; 


35 


35 


ibosomal RNA, partial sequence 


47 


Betaproteobacteria; 


42 


n SM-19 16S ribosomal RNA, partial sequence 


35 


35 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 


35 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
241812 Bacteria_16S 


42 


2327 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 


50 


50 


gi|219846454 


ref 


NR_026045.1 


Pantoea ananatis 


3674212 3675666 Pantoea ananatis Bacteria; 


219846388 
sequence 
Clostridiales; 

gi| 219846385 
ribosomal 


gi 


Clavibacter. 
gi| 219846353 


Flavobacteriales; 
gi| 219846333 


Flavobacteriales; 
gi|219846218 


gi|219846180 


gi|219846081 


gi| 265678983 


gi| 265678982 


Micrococcineae; 
gi| 265678982 


Micrococcineae; 
gi| 265678902 


265678789 


gi 


gi|265678670 


ref 
3813879 381534 


FL 


ref ia 
3842717 384417 


FL 


ref 
4006528 4008003 Algoriphagus 
Sphingobacteriales; Cyclobacteriaceae 
ref 
sequence 4059499 406093 
Burkholde 
ref 


rs 


ref 
118321 119772 
ales 


ref 
119823 121322 Cellulomonas 


Ce 


ref 
119823 121322 Cellulomonas 


Ce 


ref 
239017 240544 Burkho 
Burkho 


ref 
strain SBHR OA6 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomy 


ref 
partial sequen 


tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actino 


Corynebacteriacea 


241812 Bacteria_16S 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


241812 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


241812 Bacteria_16S 
in KM-4927 16S ribosomal RNA, partial 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 


scabrisporus stra 


Streptomycetaceae 


241812 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


e; Corynebacterium. 
624136 624100 14 


e; Corynebacterium. 

659121 659101 22 
1027533 1027501 86 
ria; Proteobacteria; 
1098600 1098572 17 


; Streptomyces. 
1127377 1127353 35 


241812 Bacteria_16S 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 
13280 Bacteria; Actinobacteria; 


Collinsella. 


1204618 1204598 20 


50 


42 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
241812 Bacteria_16S 


118 


n ASRB2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


45 


59 


16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


40 


Coriobacteridae; 


gi| 265678636 


gi| 265678610 


gi| 265678360 


265678311 
sequence 


gi 


gi|253680772 


gi| 228715356 


Coriobacteriales; 


ref 
n IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 
ria; Actinobacteria; Actinobacteridae; Actinomycetal 
ref 
657665 659120 Anaerostipes 
Anaerostipes. 
ref 
1026088 102759 
Syntrophob 


ref 
1097121 109859 
Actinomyceta 


ref 
1125986 1127376 Syntro 
Syntrophobacterales; 


s 


190616 419208 
Gammaproteobacteria; Alteromona 


aceae; 
NR_025979.1 


ococcaceae; 
NR_025976.1 


NR_025944.1 


avobacteriac 
NR_025923.1 


avobacteriac 
NR_025808.1 


; Algoriphag 
NR_025770.1 


riales; Oxal 
NR_025671.1 


dales; Alter 
NR_029291.1 
3 Micrococci 


NR_029290.1 


1llulomonadac 
NR_029290.1 


1lulomonadac 
NR_029210.1 


lderiaceae; 
NR_029094.1 

398145 
cetales; Cor 
NR_028975.1 
ce 572888 
mycetales; C 
NR_028941.1 


es; 


NR_028915.1 


NR_028662.1 
acterales; S 
NR_028613.1 
les; Strepto: 


NR_028020.1 


yntrophobact 


ref 
1203162 1204620 Collinsella intestinalis DSM 
Coriobacterineae; 


NR_027528.1 


partial sequence 


Pantoea. 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Clavibacter 
3768438 3769927 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Algoriphagus marincola 


marincola Bacteria; 


us. 
Duganella 

7 Duganella 

obacteraceae; 
Marinobacter 

8 Marinobacter 

omonadaceae; 


Duganella. 


Cellulosimicrobium 
Cellulosimicrobium 
neae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Burkholderia 

lderia pyrrocinia 

Burkholderia; 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Anaerostipes caccae 


caccae Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Collinsella 


Coriobacteriaceae; 


241812 Bacteria_16S 


DSM 14365 16S rib 
Bacteria; Proteob 


241812 Bacteria_16S 


caeruleus subsp. 


Actinomycetales; 


241812 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


241812 Bacteria_16S 


strain DSM 12145 
Bacteroidetes; Sp 


241812 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


241812 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


241812 Bacteria_16S 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


241812 Bacteria_16S 


strain YIM 90001 
Actinobacteria; A 


241812 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


241812 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


241812 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


241812 Bacteria_16S 


sulfonivorans str 
sulfonivorans Bac 
Micrococcaceae; A 


241812 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 
Micrococcaceae; A 


241812 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


1210700 1210680 22 

osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1495217 1495189 17 45 gi 
caeruleus strain DSM 44103 16S ribosom 


42 gi 


Micromonosporineae; Micromonosporaceae 
1681657 1681633 18 42 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1718395 1718375 15 35 gi 


hingobacteria; Sphingobacteriales; Sph 
1735080 1735060 22 42 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1758070 1758050 22 42 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1768490 1768451 54 94 gi 
ZF2 16S ribosomal RNA, partial sequenc 
tes; Clostridia; Clostridiales; Clostr 
2150648 2150620 17 45 gi 
ctinobacteridae; Actinomycetales; Pseu 
2199127 2199099 20 48 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2205157 2205129 20 48 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212711 2212683 20 48 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214211 2214183 20 48 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215709 2215681 20 48 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


241812 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


241812 Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2375096 2375068 20 48 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376606 2376578 20 48 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2378120 2378092 20 48 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


228715350 


1209193 12106 
Nann 


ales; 
219846703 
al 


219878421 
uence 

i; Thermal 
219878396 


16S ribosomal RNA, partial sequence 1716916 17183 
gobacter 


in 
219878385 
uence 

iales; Lac 
219878367 


1756574 17580 
chromona 


sy 
219878359 
e 17670 
idiales Fa 


219857635 


16S ribosomal RNA, partial sequence 2149165 21506 


donocardin 
219857600 


2197691 21991 


219857596 


2203720 22051 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


2372144 23736 


219857477 


2373653 23751 


219857476 


2375159 23766 


219857475 


2376676 23781 


2379628 2379600 20 48 gi 


RNA, pa 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Couchiop 


ref|NR_027522.1| Haliangium ochraceum 
99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_026295.1| Couchioplanes 

rtial sequence 1493762 1495216 


lanes. 
ref|NR_025560.1 
1680196 168167 


Vulcanithermus 
6 Vulcanithermus 
es; Thermaceae; Vulcanithermus. 
ref|NR_025535.1| Pedobacter saltans 
94 Pedobacter saltans Bacteria; 
iaceae; Pedobacter. 

ref|NR_025524.1| Pseudobutyrivibrio 

1733638 1735079 Pseudobutyrivibrio 

hnospiraceae; Pseudobutyrivibrio. 
ref|NR_025506.1| Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
daceae; Psychromonas. 
ref|NR_025498.1| Sedimentibacter 
74 1768507 Sedimentibacter saalensis 
mily XI. Incertae Sedis; 


ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_025188.1| Mycoplasma oxoniensis 
39 Mycoplasma oxoniensis Bacteria; 


ref|NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


ref|NR_025179.1] Mycoplasma columborale 
23 Mycoplasma columborale Bacteria; 


ref|NR_025178.1| Mycoplasma citelli 
23 Mycoplasma citelli Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


2281402 2281374 20 48 gi| 219857546 |ref|NR_025134.1| Mycoplasma phocirhinis 
bosomal RNA, partial sequence 2279959 2281414 Mycoplasma phocirhinis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2347776 2347756 15 35 gi|219857496|ref|NR_025084.1| Arthrobacter 
ain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
rthrobacter. 

2349285 2349265 15 35 gi|219857495|ref|NR_025083.1| Arthrobacter 
rain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
rthrobacter. 

2370570 2370542 20 48 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 

ribosomal RNA, partial sequence 2369126 2370587 Mycoplasma primatum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2372081 2372053 20 48 gi|219857479|ref|NR_025067.1| Mycoplasma opalescens 

ribosomal RNA, partial sequence 2370638 2372093 Mycoplasma opalescens Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2373590 2373562 20 48 gi|219857478|ref|NR_025066.1| Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


219857474 


columbinasale strain 694 16S ribosomal RNA, partial sequence 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ref |NR_025062.1| Mycoplasma 
2378183 2379640 Mycoplasma 


241812 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


selangorensis str 
selangorensis Bac 


241812 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


241812 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


241812 Bacteria_16S 


strain K97-0003 1 
Actinobacteria; A 


241812 Bacteria_16S 


strain IAM 14848 
Actinobacteria; A 


241812 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


241812 Bacteria_16S 


strain HKI 0136 1 
Actinobacteria; A 


241812 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


241812 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 


Promicromonospora. 
241812 Bacteria_16S 


strain DSM 43852 
Actinobacteria; A 


241812 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


241812 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


241812 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


2381134 2381106 20 48 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2618130 2618106 22 46 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2656130 2656094 14 50 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
2701096 2701068 20 48 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2725215 2725187 17 45 gi 


gi 


gi 


219857473 


2379691 23811 


219857254 
al sequenc 
ctobacilla 
219857221 
sequence 
Actinomyce 


219857188 


2699606 27010 


ae; Prevot 
219857172 


6S ribosomal RNA, partial sequence 2723739 27252 


ctinobacteridae; Actinomycetales; Micr 
2901011 2900991 15 35 gi 


omonospori 
219856856 


16S ribosomal RNA, partial sequence 2899524 29010 


ctinobacteridae; Actinomycetales; Micr 
3030039 3030007 31 63 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3040733 3040697 14 50 gi 


ococcineae 
219846904 
equence 

idiales; C 
219846896 


6S ribosomal RNA, partial sequence 3039256 30407 


ctinobacteridae; Actinomycetales; Cory 
3328240 3328212 17 45 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 
3396651 3396631 15 35 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3398152 3398132 15 


35 gi 


nebacterin 
219846700 
al sequenc 
e; 


219846648 
ence 33951 
ales; Micr 


219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


ctinobacteridae; Actinomycetales; Micr 
3408882 3408858 35 59 gi 
DSM 10092 16S ribosomal RNA, partial s 


a; Proteobacteria; Deltaproteobacteria; 


3410402 3410370 16 48 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; Po 
3623684 3623652 18 50 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 


v 


241812 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


241812 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


241812 Bacteria_16S 


Isley 16S ribosom 
Mollicutes; Mycop 


241812 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


241812 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


3672654 3672634 21 41 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3692352 3692324 20 48 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3757930 3757902 20 48 gi 
al RNA, partial sequence 
lasmataceae; Mycoplasma. 
3768376 3768336 78 118 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


3896249 3896229 17 37 
ribosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydia. 


gi 


241812 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


241812 Archaea_16S 


solfataricus stra 
solfataricus Arch 


241812 Archaea_16S 


strain 7 16S ribo 
Thermoprotei; Sul 


3914384 3914364 22 42 
osomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
10365 10325 1 41 gi 
in IFO 15331 16S ribosomal RNA, partia 
aea; Crenarchaeota; Thermoprotei; Sulf 
39715 39675 L 41 gi 
somal RNA, partial sequence 38233 
folobales; Sulfolobaceae; Sulfolobus. 


gi 


39727 


ococcineae 
219846640 
equence 

; Syntroph 
219846638 
34089 
rphyromona 
219846490 
partial se 
Actinobac 


219846456 
e 36711 
cteriales; 
219846443 


3690909 36923 


219846394 


3756485 3757942 Mycop 


219846386 
sequence 
a; Desulfo 


219846298 


3894733 38962 


219846285 


3912908 39143 


Enterobac 
265678822 
1 sequence 
olobales; 

265678307 
Sulfo 


Actinomycet 


obacterium avi 


ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 

Corynebacterium 
8 Corynebacterium 
terineae; 


ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref |NR_024849.1 

2654667 265613 
tales; Corynebac 


ref|NR_024816.1| Prevotella salivae 
98 Prevotella salivae Bacteria; 
ella. 
ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 

neae; Micromonosporaceae; Longispora. 
ref|NR_024675.1| Zimmermannella bifida 
10 Zimmermannella bifida Bacteria; 
Microbacteriaceae; Pseudoclavibacter. 
NR_026496.1| Anaerobacter 

38 Anaerobacter 
ridiaceae; Anaerobacter. 
ref|NR_026488.1| Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026292.1| Dactylosporangium 

e 3326771 3328239 Dactylosporangium 
ales; Micromonosporineae; 


ref|NR_026240.1| Promicromonospora 
98 3396650 Promicromonospora citrea 
ococcineae; Promicromonosporaceae; 


ref|NR_026239.1| Oerskovia enterophila 

51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 

ref|NR_026232.1] Syntrophobacter 
3407396 3408881 Syntrophobacter 

obacterales; Syntrophobacteraceae; 


ref |NR_026230.1 
32 3410401 Porphy: 
daceae; Porphyro 
ref|NR_026082.1| Mycobacterium avium 
quence 3622221 3623683 Mycobacterium 
teridae; Actinomycetales; 

um complex (MAC). 

ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026034.1| Mycoplasma adleri 

64 Mycoplasma adleri Bacteria; 


Porphyromonas catoniae 
romonas catoniae 
monas. 


ref|NR_025985.1 
lasma alvi Bacte 


Mycoplasma alvi strain 
ria; Tenericutes; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


ref |NR_025977.1 
3766971 376838 
vibrionales; Des 


ref|NR_025888.1| Chlamydia trachomatis 
80 Chlamydia trachomatis Bacteria; 


ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_029127.1] Sulfolobus 

8883 10377 Sulfolobus 
Sulfolobaceae; Sulfolobus. 
ref|NR_028609.1| Sulfolobus tokodaii 
lobus tokodaii Archaea; Crenarchaeota; 


241812 Archaea_16S 


strain PL-19 16S 
Crenarchaeota; T 


241812 Archaea_16S 


thermoflexus IDZ 
Archaea; Euryarc 


241812 Archaea_16S 


subterraneum A8p 
Archaea; Euryarc 


241812 Archaea_16S 


thermautotrophic 
thermautotrophic 
Methanothermobac 


241812 Archaea_16S 


congolense C 16S 
Euryarchaeota; M 


241812 Archaea_16S 


DSM 
T 


strain Hvv3, 
Crenarchaeota; 


241812 Archaea_16S 


helgesonii strai 
Archaea; Euryarc 


241812 Archaea_16S 


profundus strain 
Archaea; Euryarc 


241812 Archaea_16S 


Opfikon 16S ribo 
Methanomicrobia; 


241812 Archaea_16S 


kodakarensis KOD 
Archaea; Euryarc 


241812 Archaea_16S 


blatticola PA 16 
Archaea; Euryarc 


241812 Archaea_16S 


semesiae MD1 16S 
Euryarchaeota; M 


241812 Archaea_16S 


thioreducens OGL 
Archaea; Euryarc 


241812 Archaea_16S 


hollandica DMS1 
Archaea; Euryarc 


241812 Archaea_16S 


lagunensis strai 
lagunensis Archa 


241812 Archaea_16S 


acidophilum 122- 
Archaea; Euryarc 


241812 Archaea_16S 


strain Bl 16S ri 
Euryarchaeota; H 


241812 Archaea_16S 


denitrificans S1 
Euryarchaeota; H 


241812 Archaea_16S 


172P1 16S riboso 
Halobacteria; Ha 


241812 Archaea_16S 


Ma-2.38 16S ribo 
Halobacteria; Ha 


241812 Archaea_16S 


alkaliphilum Dz- 
Archaea; Euryarc 


241812 Archaea_16S 


qingdaonensis CM 
Archaea; Euryarc 


241812 Archaea_16S 


thermophilus CR- 
Archaea; Euryarc 


211825 211785 1 41 
ribosomal RNA, complete sequence 

hermoprotei; Desulfurococcales; Pyrodic 

66608 66573 1 36 gi 


gi 


haeota; Methanobacteria; Methanobacteri 
69589 69554 1 36 gi 


haeota; Methanobacteria; Methanobacteri 
77139 77104 1 36 gi 
us Marburg 16S ribosomal RNA, partial s 
us Archaea; Euryarchaeota; Methanobacte 
ter. 

162716 162681 1 36 

ribosomal RNA, partial sequence 
ethanobacteria; Methanobacteriales; Met 
4480 4440 1 41 gi 
2475 16S ribosomal RNA, partial sequen 
hermoprotei; Thermoproteales; Thermofil 
16247 16211 5 41 gi 
n PI1 16S ribosomal RNA, partial sequen 
haeota; Thermococci; Thermococcales; Th 
23697 23657 1 41 gi 
AV18 16S ribosomal RNA, partial sequen 
haeota; Archaeoglobi; Archaeoglobales; 

75606 75566 1 41 gi 
somal RNA, partial sequence 74149 
Methanosarcinales; Methanosaetaceae; M 
111761 111725 5 41 gi 
1 16S ribosomal RNA, partial sequence 
haeota; Thermococci; Thermococcales; 

149136 149096 1 41 
S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanosarcina 
152138 152098 1 41 gi 
ribosomal RNA, partial sequence 
ethanomicrobia; Methanosarcinales; Meth 
156682 156646 5 41 gi 
-20P 16S ribosomal RNA, partial sequenc 
haeota; Thermococci; Thermococcales; Th 
164213 164173 1 41 gi 


gi 


Th 
gi 


haeota; Methanomicrobia; Methanosarcina 
208772 208740 4 36 gi 
n IC-154 16S ribosomal RNA, partial seq 
ea; Crenarchaeota; Thermoprotei; Caldis 
86055 86016 1 40 gi 
1B2 16S ribosomal RNA, partial sequence 
haeota; Thermoplasmata; Thermoplasmatal 
11884 11850 1 35 gi 
bosomal RNA, partial sequence 
alobacteria; Halobacteriales; 
44224 44190 1 


Halobacte 
35 gi 


Halobacte 
35 gi 
44288 


alobacteria; Halobacteriales; 
45743 45709 al 

mal RNA, partial sequence 
lobacteriales; Halobacteriaceae; Natria 
47263 47229 1 35 gi 
somal RNA, partial sequence 45807 
lobacteriales; Halobacteriaceae; Halofe 
50307 50273 1 35 gi 
1 16S ribosomal RNA, partial sequence 
haeota; Halobacteria; Halobacteriales; 
53298 53264 1 35 gi 
5 16S ribosomal RNA, partial sequence 
haeota; Halobacteria; Halobacteriales; 
56281 56243 3 41 gi 
1 16S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanomicrobi 


241812 Archaea_16S 


SP4 16S ribosoma 
Euryarchaeota; H 


210342 21183 


16S ribosomal RNA, partial sequence 65162 


16S ribosomal RNA, partial sequence 68161 


161275 16272 


75620 


147697 1 


150703 1 


16S ribosomal RNA, partial sequence 162778 16422 


10428 


16S ribosomal RNA, partial sequence 42769 


45756 


47276 


219846343 


tiaceae; P 
254971331 
66615 
ales; Meth 
254971329 
69596 
ales; Meth 
254971323 
equence 

ria; Metha 


254971257 


hanobacter 
265678906 
ce 2983 

aceae; The 
265678754 
ce 14826 
ermococcac 
265678632 
ce 22211 
Archaeoglo 
254971324 
Metha 
ethanosaet 
254971298 
11029 
ermococcac 
254971266 
4914 
les; Metha 
254971264 
5215 
anosarcina 
254971261 
e 15524 
ermococcac 
254971256 


les; Metha 
219857171 
uence 
phaerales; 
254971317 
84597 
es; Thermo 
265678819 
11897 
riaceae; N 
254971297 
44237 
riaceae; H 
254971296 
Natri 
lba. 
254971295 
Halof 
rax. 
254971288 
48850 
Halobacter 
254971282 
51837 
Halobacter 
254971238 
54850 
ales; Meth 


57783 57749 L 35 gi 
1 RNA, partial sequence 56331 
alobacteria; Halobacteriales; 


57794 
Halobacteriaceae; Natronococcus. 


ref |NR_025933.1| Pyrodictium occultum 
8 Pyrodictium occultum Archaea; 
yrodictium. 
ref|NR_028249.1| Methanothermobacter 
Methanothermobacter thermoflexus 
anobacteriaceae; Methanothermobacter. 
ref|NR_028247.1| Methanobacterium 
Methanobacterium subterraneum 
anobacteriaceae; Methanobacterium. 
ref|NR_028241.1| Methanothermobacter 
75671 77152 Methanothermobacter 
nobacteriales; Methanobacteriaceae; 
ref|NR_028175.1| Methanobacterium 
7 Methanobacterium congolense Archaea; 
iaceae; Methanobacterium. 
NR_029214.1| Thermofilum pendens 
Thermofilum pendens Archaea; 


NR_029059.1 
16263 Palaeo 
eae; Palaeococcu 
ref |NR_028937.1 
23710 Archae 
baceae; Archaeog 
ref |NR_028242.1 
nosaeta concilii 
a. 
ref |NR_028216.1 
0 111787 Thermo 
eae; Thermococcus. 
ref|NR_028184.1| Methanimicrococcus 
9 Methanimicrococcus blatticola 
nosarcinaceae; Methanimicrococcus. 
ref|NR_028182.1| Methanosarcina 
1 Methanosarcina semesiae Archaea; 
ceae; Methanosarcina. 
ref|NR_028179.1| Thermococcus 
8 156699 Thermococcus thioreducens 
eae; Thermococcus. 
ref|NR_028174.1| Methanomethylovorans 
6 Methanomethylovorans hollandica 
nosarcinaceae; Methanomethylovorans. 
ref|NR_024799.1| Caldisphaera 
207306 208771 Caldisphaera 
Caldisphaeraceae; Caldisphaera. 
NR_028235.1| Thermoplasma 
86067 Thermoplasma acidophilum 
plasmataceae; Thermoplasma. 
ref|NR_029124.1| Natrialba taiwanensis 
Natrialba taiwanensis Archaea; 
atrialba. 
ref|NR_028215.1| Haloferax 
Haloferax denitrificans Archaea; 
aloferax. 
ref |NR_028214.1 
alba asiatica Ar 


Palaeococcus 
coccus helgesonii 
Ss. 
Archaeoglobus 
oglobus profundus 
lobus. 
Methanosaeta concilii 
Archaea; Euryarchaeota; 


Thermococcus 
coccus kodakarensis KOD1 


Natrialba asiatica 
chaea; Euryarchaeota; 


ref 
erax 


NR_028213.1| Haloferax gibbonsii 
gibbonsii Archaea; Euryarchaeota; 


Halorubrum 

brum alkaliphilum 

um. 

Halococcus 

ccus qingdaonensis 
us. 

Methanoculleus 
oculleus thermophilus 
anomicrobiaceae; Methanoculleus. 


ref|NR_028206.1 
50320 Haloru 
iaceae; Halorubr 
ref|NR_028200.1 
53312 Haloco 
iaceae; Halococc 
ref |NR_028156.1 
56280 Methan 

, 


254971337 
Natro 


ref|NR_028255.1] Natronococcus occultus 
nococcus occultus Archaea; 


241812 Archaea_16S 62267 62233 1 35 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

241812 Archaea_16S 74091 74057 1 35 gi|254971326|ref|NR_028244.1| Halorubrum 
lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 72635 74098 Halorubrum 
lacusprofundi ATCC 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Halorubrum. 

241812 Archaea_16S 89096 89062 1 35 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

241812 Archaea_16S 92102 92068 1 35 gi|254971312|ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

241812 Archaea_16S 95085 95051 1 35 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

241812 Archaea_16S 96605 96571 1 35. gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
16S ribosomal RNA, partial sequence 95149 96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

241812 Archaea_16S 99609 99575 1 35 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
JCM 9060 16S ribosomal RNA, partial sequence 98155 99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

241812 Archaea_16S 101126 101092 1 35 gi|254971305|ref|NR_028223.1| Natronobacterium 
gregoryi SP2 16S ribosomal RNA, partial sequence 99673 101139 Natronobacterium gregoryi Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronobacterium. 

241812 Archaea_16S 102651 102617 7 41 gi|254971304|ref|NR_028222.1| Metallosphaera 
hakonensis H01-1 16S ribosomal RNA, partial sequence 101190 102650 Metallosphaera hakonensis Archaea; 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallosphaera. 

241812 Archaea_16S 104163 104129 7 41 gi|254971303|ref|NR_028221.1| Acidianus ambivalens 
LEI 10 16S ribosomal RNA, partial sequence 102701 104162 Acidianus ambivalens Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

241812 Archaea_16S 105666 105632 1 35. gi|254971302|ref|NR_028220.1| Halorubrum distributum 
JCM 9100 16S ribosomal RNA, partial sequence 104213 105679 Halorubrum distributum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

241812 Archaea_16S 110226 110192 1 35 gi|254971299|ref|NR_028217.1| Natronococcus 
amylolyticus Ah-36 16S ribosomal RNA, partial sequence 108766 110239 Natronococcus amylolyticus 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

241812 Archaea_16S 113296 113262 1 35 gi|254971294|ref|NR_028212.1| Haloferax mediterranei 
ATCC 33500 16S ribosomal RNA, partial sequence 111838 113309 Haloferax mediterranei ATCC 33500 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

241812 Archaea_16S 116314 116280 1 35 gi|254971291|ref|NR_028209.1| Haloferax larsenii 
ZJ206 16S ribosomal RNA, partial sequence 114855 116327 Haloferax larsenii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

241812 Archaea_16S 117836 117802 1 35 gi|254971290|ref|NR_028208.1| Haloterrigena 
saccharevitans AB14 16S ribosomal RNA, partial sequence 116378 117849 Haloterrigena saccharevitans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

241812 Archaea_16S 120845 120811 1 35 gi| 254971287 |ref|NR_028205.1| Halorubrum 
xinjiangense BD-1 16S ribosomal RNA, partial sequence 119389 120858 Halorubrum xinjiangense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

241812 Archaea_16S 125279 125245 1 35 gi|254971283|ref|NR_028201.1| Halobiforma lacisalsi 
AJ5 16S ribosomal RNA, partial sequence 123822 125292 Halobiforma lacisalsi Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

241812 Archaea_16S 126803 126769 1 35 gi|254971281|ref|NR_028199.1| Natrinema altunense 
AJ2 16S ribosomal RNA, partial sequence 125343 126816 Natrinema altunense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

241812 Archaea_16S 128323 128289 1 35 gi|254971280|ref|NR_028198.1| Halorubrum tibetense 
8W8 16S ribosomal RNA, partial sequence 126867 128336 Halorubrum tibetense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

241812 Archaea_16S 146172 146138 1 35 gi|254971268|ref|NR_028186.1| Halococcus dombrowskii 
H4 16S ribosomal RNA, partial sequence 144714 146185 Halococcus dombrowskii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

241812 Archaea_16S 153660 153626 1 35 gi|254971263|ref|NR_028181.1| Natrialba 
chahannaoensis C112 16S ribosomal RNA, partial sequence 152202 153673 Natrialba chahannaoensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

241812 Archaea_16S 155184 155150 1 35 gi|254971262|ref|NR_028180.1| Halalkalicoccus 
tibetensis DS12 16S ribosomal RNA, partial sequence 153724 155197 Halalkalicoccus tibetensis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halalkalicoccus. 

241812 Archaea_16S 158193 158159 1 35 gi|254971260|ref|NR_028178.1| Halobiforma 
haloterrestris 135 16S ribosomal RNA, partial sequence 156750 158206 Halobiforma haloterrestris 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

241812 Archaea_16S 159714 159680 1 35 gi|254971259|ref|NR_028177.1| Natrialba 


hulunbeirensis X21 16S ribosomal RNA, 
Euryarchaeota; 
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partial sequence 
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Halobacteriaceae; Natria 


241812 Archaea_16S 165720 165686 1 35 gi|254971255|ref|NR_028173.1| Haloterrigena 
thermotolerans PR5 16S ribosomal RNA, partial sequence 164277 165727 Haloterrigena thermotolerans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

241812 Archaea_16S 170186 170152 1 35 gi|254971252|ref|NR_028170.1| Halogeometricum 
borinquense DSM 11551 16S ribosomal RNA, partial sequence 168746 170196 Halogeometricum borinquense 
DSM 11551 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halogeometricum. 
241812 Archaea_16S 183523 183489 1 35 gi|254971242|ref|NR_028160.1| Halorubrum terrestre 
4P 16S ribosomal RNA, partial sequence 182070 183536 Halorubrum terrestre Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

241812 Archaea_16S 186568 186534 1 35 gi|254971240|ref|NR_028158.1| Haloferax lucentense 
Aa 2.2 16S ribosomal RNA, partial sequence 185109 186581 Haloferax lucentense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

241812 Archaea_16S 193918 193880 3 41 gi|254971234|ref|NR_028152.1| Methanoculleus 
chikugoensis MG62 16S ribosomal RNA, partial sequence 192488 193917 Methanoculleus chikugoensis 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 

241812 Archaea_16S 195426 195392 1 35 gi|254971233|ref|NR_028151.1| Haloferax alexandrinus 
TM 16S ribosomal RNA, partial sequence 193968 195439 Haloferax alexandrinus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

241812 Archaea_16S 201377 201343 1 35 gi|254971229|ref|NR_028147.1| Natronorubrum 
tibetense GA33 16S ribosomal RNA, partial sequence 199917 201390 Natronorubrum tibetense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

241812 Archaea_16S 207256 207218 3 41 gi|219857242|ref|NR_024870.1| Methanocalculus 
halotolerans strain SEBR 4845 16S ribosomal RNA, partial sequence 205812 207255 Methanocalculus 
halotolerans Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Genera incertae sedis; 
Methanocalculus. 

241812 Archaea_16S 38183 38146 4 41 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 
strain IC-059 16S ribosomal RNA, partial sequence 36706 38182 Vulcanisaeta souniana Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Vulcanisaeta. 

241812 Archaea_16S 78628 78595 8 41 gi|254971322|ref|NR_028240.1| Methanoplanus 
petrolearius SEBR 4847 16S ribosomal RNA, partial sequence 77203 78631 Methanoplanus petrolearius 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoplanus. 

241812 Archaea_16S 119339 119307 3 35 gi|254971289|ref|NR_028207.1| Haloquadratum walsbyi 
C23 16S ribosomal RNA, partial sequence 117900 119338 Haloquadratum walsbyi Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloquadratum. 

241812 Archaea_16S 65108 65074 1 36 gi|254971332|ref|NR_028250.1| Methanothermobacter 
thermophilus M 16S ribosomal RNA, partial sequence 63680 65111 Methanothermobacter thermophilus 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 
241812 Archaea_16S 144661 144634 8 35 gi|254971269|ref|NR_028187.1| Halobacterium 
noricense Al 16S ribosomal RNA, partial sequence 143230 144663 Halobacterium noricense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

241812 Archaea_16S 147647 147616 9 40 gi|254971267|ref|NR_028185.1| Thermoplasma volcanium 
GSS1 16S ribosomal RNA, partial sequence 146236 147646 Thermoplasma volcanium Archaea; 
Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

241812 Archaea_16S 171679 171652 8 35 gi|254971251|ref|NR_028169.1| Halostagnicola 
larsenii XH-48 16S ribosomal RNA, partial sequence 170247 171679 Halostagnicola larsenii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halostagnicola. 

241812 Archaea_16S 173164 173137 8 35 gi|254971250|ref|NR_028168.1| Halococcus 
hamelinensis 100A6 16S ribosomal RNA, partial sequence 171730 173164 Halococcus hamelinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

241812 Archaea_16S 180533 180506 8 35 gi|254971244|ref|NR_028162.1| Natronolimnobius 
innermongolicus N-1311 16S ribosomal RNA, partial sequence 179100 180534 Natronolimnobius 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Natronolimnobius. 

241812 Archaea_16S 182016 181989 8 35: gi|254971243|ref|NR_028161.1| Natronolimnobius 
baerhuensis IHC-005 16S ribosomal RNA, partial sequence 180585 182019 Natronolimnobius baerhuensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronolimnobius. 

241812 Archaea_16S 192434 192407 8 35 gi|254971235|ref|NR_028153.1| Halobiforma 
nitratireducens C231 16S ribosomal RNA, partial sequence 191003 192437 Halobiforma nitratireducens 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

241812 Archaea_16S 196924 196897 8 35 gi|254971232|ref|NR_028150.1| Natrinema versiforme 
XF10 16S ribosomal RNA, partial sequence 195490 196927 Natrinema versiforme Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

241812 Archaea_16S 202872 202845 8 35 gi|219878416|ref|NR_025555.1| Halobacterium 
salinarum strain 91-R6 16S ribosomal RNA, partial sequence 201441 202874 Halobacterium salinarum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

241812 Archaea_16S 42705 42671 1 35 gi|254971311|ref|NR_028229.1| Haloarcula amylolytica 
BD-3 16S ribosomal RNA, partial sequence 41247 42718  Haloarcula amylolytica Archaea; 


Euryarchaeota; Halobacteria; Halobacteriales; 


Halobacteriaceae; 


H 


aloarcula. 


241812 Archaea_16S 59270 59240 11 41 gi|254971336|ref|NR_028254.1| Methanofollis 
liminatans GKZPZ 16S ribosomal RNA, partial sequence 57845 59274 Methanofollis liminatans Archaea; 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanofollis. 

241812 Archaea_16S 87576 87542 1 35 gi|254971316|ref|NR_028234.1| Haloarcula japonica 
TR-1 16S ribosomal RNA, partial sequence 86118 87589  Haloarcula japonica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

241812 Archaea_16S 107190 107156 1 35 gi|254971301|ref|NR_028219.1| Halomicrobium 
mukohataei arg-2 16S ribosomal RNA, partial sequence 105730 107198 Halomicrobium mukohataei Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halomicrobium. 

241812 Archaea_16S 108707 108673 1 35 gi|254971300|ref|NR_028218.1| Haloarcula 
argentinensis arg-1 16S ribosomal RNA, partial sequence 107249 108715 Haloarcula argentinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

241812 Archaea_16S 177567 177541 9 35 gi|254971247|ref|NR_028165.1| Haloferax prahovense 
TL6 16S ribosomal RNA, partial sequence 176132 177566 Haloferax prahovense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

241812 Archaea_16S 185045 185011 1 35 gi|254971241|ref|NR_028159.1| Haloarcula hispanica 
Y-27 16S ribosomal RNA, partial sequence 183587 185058 Haloarcula hispanica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

241812 Archaea_16S 60750 60721 11 40 gi|254971335|ref|NR_028253.1| Methanoculleus 
palmolei DSM 4273 16S ribosomal RNA, partial sequence 59325 60755 Methanoculleus palmolei 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 

241812 Archaea_16S 19271 19243 13 41 gi| 265678749 |ref|NR_029054.1| Pyrococcus horikoshii 
strain JA-1 16S ribosomal RNA, partial sequence 17817 19270 Pyrococcus horikoshii Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 

241812 Archaea_16S 131322 131294 13 41 gi|254971278|ref|NR_028196.1| Thermococcus stetteri 
K-3 16S ribosomal RNA, partial sequence 129880 131321 Thermococcus stetteri Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

241812 Archaea_16S 135806 135778 13 41 gi|254971275|ref|NR_028193.1| Thermococcus 
peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 134361 135805 Thermococcus peptonophilus JCM 
9653 Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

241812 Archaea_16S 1453 1426 14 41 gi| 265679008 |ref|NR_029316.1| Sulfophobococcus 
zilligii strain Kl 16S ribosomal RNA, partial sequence 1 1463 Sulfophobococcus zilligii 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Sulfophobococcus. 

241812 Archaea_16S 132814 132787 14 41 gi|254971277|ref|NR_028195.1| Thermococcus siculi 
RG-20 16S ribosomal RNA, partial sequence 131372 132813 Thermococcus siculi Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

241812 Archaea_16S 134311 134284 14 41 gi|254971276|ref|NR_028194.1| Thermococcus profundus 
DT5432 16S ribosomal RNA, partial sequence 132864 134310 Thermococcus profundus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

241812 Archaea_16S 138787 138760 14 41 gi|254971273|ref|NR_028191.1| Thermococcus 
gorgonarius W-12 16S ribosomal RNA, partial sequence 137342 138786 Thermococcus gorgonarius Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

241812 Archaea_16S 210279 210240 1 40 gi|219846654|ref|NR_026246.1| Picrophilus oshimae 
strain KAW2/2 16S ribosomal RNA, complete sequence 208822 210291 Picrophilus oshimae Archaea; 
Euryarchaeota; Thermoplasmata; Thermoplasmatales; Picrophilaceae; Picrophilus. 

241812 Archaea_16S 17767 17742 16 41 gi|265678750|ref|NR_029055.1| Thermococcus aegaeus 
strain P5 16S ribosomal RNA, partial sequence 16314 17766 Thermococcus aegaeus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

241812 Archaea_16S 20729 20705 17 41 gi|265678748|ref|NR_029053.1| Pyrococcus glycovorans 
strain AL585 16S ribosomal RNA, partial sequence 19321 20728 Pyrococcus glycovorans Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 

241812 Archaea_16S 129830 129806 17 41 gi|254971279|ref|NR_028197.1| Thermococcus 
waiotapuensis WT1l 16S ribosomal RNA, partial sequence 128387 129829 Thermococcus waiotapuensis 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

241812 Fungi_16S 1484 1448 14 50 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

241812 Fungi_16S 2993 2957 14 50 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

241812 Fungi_16S 4531 4495 14 50 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

241812 Fungi_16S 7647 7611 14 50 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

243084 Bacteria_16S 563546 563478 26 91 gi|265678677|ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 

243084 Bacteria_16S 2997963 2997895 26 91 gi|219846925|ref|NR_026517.1| Acidithiobacillus 
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241739 241674 28 90 
bosomal RNA, partial sequence 


gi 


256871 256806 28 90 gi 


468565 468500 28 90 
ribosomal RNA, partial sequence 


gi 


589075 589010 28 90 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
757989 757924 28 90 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
823814 823749 28 90 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
893421 893356 28 90 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
894956 894891 28 90 gi 


etaproteobacteria; Burkholderiales; Bu 
896491 896426 28 90 gi 


etaproteobacteria; Burkholderiales; Bu 
1089308 1089239 25 91 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1338828 1338763 28 90 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


1373736 1373671 28 90 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1388837 1388772 28 90 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


243084 Bacteria_16S 


AMMD 16S ribosoma 


1473584 1473519 28 90 gi 
1 RNA, partial sequence 


6S ribosomal RNA, partial sequence 3573863 35753 


in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


3769978 37714 
etaproteobacteria; Burkholderiales; Bu 
243084 Bacteria_16S 


ria; Proteobacteria; Betaproteobacteri 


234235 23583 
etaproteobacteria; Burkholderiales; Bu 
243084 Bacteria_16S 
6S ribosomal RNA, partial sequence 237457 23896 
etaproteobacteria; Burkholderiales; Bu 
243084 Bacteria_16S 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


240595 24207 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


467397 46889 
etaproteobacteria; Burkholderiales; Bu 
243084 Bacteria_16S 
587905 58931 


16S ribosomal RNA, partial sequence 892248 89373 


16S ribosomal RNA, partial sequence 893783 89526 


16S ribosomal RNA, partial sequence 895318 89680 


1372563 13740 


1387667 13891 


219846632 
quence 
; Rhodospi 


219846526 


Acetobacte 
219846515 
sequence 
ria; Rhodo 


219846384 


rkholderia 
265679050 
sequence 
a; Burkhol 


265678905 


rkholderia 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 


265678891 
ence 25570 
riales; Bu 
265678739 


rkholderia 
265678660 


rkholderia 
265678541 
quence 

a; Burkhol 
265678497 
sequence 
a; Burkhol 
265678449 


rkholderia 
265678448 


rkholderia 
265678447 


rkholderia 
265678317 
ence 10881 
nadales; P 
228721484 
quence 
bacteria; 


228717983 


rkholderia 
228716720 


rkholderia 


ref |NR_026224.1 
3417892 341936 
rillales; Acetob 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Glucono 
ref|NR_026107.1 
3590670 359214 
spirillales; Ace 


ref|NR_025975.1 


ceae; Ralstonia 
ref|NR_029358.1 

19628 21106 
deriales; Burkh 


fo) 


ref|NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 


ref |NR_029209.1 


ceae; Burkholder 
ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 
ref|NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028845.1 
756798 758254 
deriales; Burkho 
ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref|NR_028751.1 
; Pandoraea 
NR_028750.1 


ceae 
ref 


; Pandoraea 
NR_028749.1 


ceae 
ref 


ceae; Pandoraea 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027607.1 

1337638 133913 


Burkholderiales; 


ref|NR_027569.1 


; Burkholder 
NR_027554.1 


ceae 
ref 


ceae; Burkholder 


224581402 


b 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acetobacter 
8 Acetobacter 
tobacteraceae; 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Burkholderia 
Burkholderia 
lderiaceae; 


Burkholderia graminis 


graminis Bacteria; 


ia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


2 Burkholderia cepacia Bacteria; 


ia; Burkholderia cepacia 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Burkholderia terricola 


terricola Bacteria; 


ia. 
Burkholderia tropica 


tropica Bacteria; 


ia. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Cupriavidus 

0 Cupriavidus 
Burkholderiaceae; 


Burkholderia unamae 


50 Burkholderia unamae MTI-641 Bacteria; 


ia. 
Burkholderia tuberum 


46 Burkholderia tuberum STM678 Bacteria; 


ia. 


ref|NR_024882.1 


Burkholderia ambifaria 


1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 


complex. 


243084 Bacteria_16S 
cenocepacia strai 
cenocepacia Bacte 
Bur 
243084 Bacteria_16S 
stercoricanis str 
stercoricanis Bac 
243084 Bacteria_16S 


Burkholderia; 


strain LMG 1945, 
Proteobacteria; 


strain DSM 11853 
Proteobacteria; 


strain DSM 1105 1 
Proteobacteria; 


strain LMG 3413 1 
Proteobacteria; 


Desulfotalea. 


243084 Bacteria_16S 
denitrificans str 


denitrificans Bac 
Thioalkalivibrio. 


243084 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


243084 Bacteria_16S 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


243084 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


243084 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; 


strain DSM 12769 


Proteobacteria; G 


243084 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


243084 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


243084 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


243084 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


243084 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


243084 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


B 
243084 Bacteria_16S 


B 
243084 Bacteria_16S 
caledonica strain 
caledonica Bacter 
243084 Bacteria_16S 


B 
243084 Bacteria_16S 


B 
243084 Bacteria_16S 
psychrophila stra 
psychrophila Bact 


G 
243084 Bacteria_16S 


1534088 1534023 28 90 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

1623580 1623484 1 90 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1899442 1899377 28 90 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
2274997 2274932 28 90 gi 


s 
a; 


ne 


etaproteobacteria; Burkholderiales; Bu 
2386943 2386878 28 90 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2437141 2437076 28 90 gi 


se 


v 


etaproteobacteria; Burkholderiales; Bu 
2532438 2532373 28 90 gi 


etaproteobacteria; Burkholderiales; Bu 
927569 927501 26 91 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


qu 
oh 


902744 902681 28 88 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


qu 
er 


1766744 1766681 28 88 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
2287158 2287095 28 88 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


en 
al 


s 
ct 
2472109 2472046 28 


88 gi 


acteria; Gammaproteobacteria; Chromatial 
2502104 2502041 28 88 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; Leg 
2506667 2506604 28 88 gi 


io 


ammaproteobacteria; Chromatiales; Ectoth 
2625450 2625387 28 88 gi 
strain RP5557 16S ribosomal RNA, parti 


Bacteria; Proteobacteria; Gammaproteob 


al 
ac 


2781865 2781802 28 88 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 
2783331 2783268 28 88 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
3719043 3718980 28 88 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


gi 


Thi 
gi 


ot 


ot 


eq 
a; 


219857425 


219878461 
eq 
ri 


ca 


rk 


265678443 


219878360 


219857541 


219857402 
219857381 
219857373 


16S ribosomal RNA, partial sequence 2505486 25069 


219857248 


219857129 
2780730 27821 


219857128 
2782197 27836 


219846424 


equence 
Burkhol 


uence 


a; 


e 18982 


quence 


holderia 


ence 
a; Desul 


ence 


ia; Chro 


ce 17655 
es; Ecto 
equence 


eria; Ch 


24709 


es; Ecto 


25009 
nellacea 
iorhodos 


sequenc 
teria; X 


richacea 


richacea 


uence 
Chromat 


3816602 3816539 28 88 gi 
rain R3 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Gammaproteobac 


ue 
te. 


64785 64719 28 91 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 


en 
ri 


243084 Bacteria_16S 


142266 142200 28 91 gi 


219846352 


265679021 


265678968 


nce 


ria; Chr 


ce 63592 
ales; Ox 


Burkh 
219878264 


ligenace 
219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
holderia 
219857469 


Burkhold 
219857430 
6S ribosomal RNA, partial sequence 2436004 24374 
rk. 
219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
rkholderia 
265678427 


ref 
deri 
ref 


olde 
ref 


ae; 
ref 


ceae 
ref 


eria 
ref 


ceae 
ref 


ceae 
ref 


foba 
ref 

mati 

ref 


thio 
ref 


roma 
ref 


thio 
ref 


e; L 
ref 


pira 
ref 


anth 
ref 


e; T 
ref 


e; T 
ref 


iale 
ref 
omat 
ref 


alob 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 


Desulfuromusa. 


1532915 15343 


1622384 16238 


81 1899753 Brack 


2385781 23872 


926361 92785 


901557 90302 


52 1767023 Alkal 


2285990 22873 


21 2472353 Thioa 


08 2502354 Legio 


e 2624254 26257 


3717841 37193 


3815400 38169 


65117 


NR_025013.1 
2 
ales; Burkho 
NR_025600.1 
3 
riales; Alca 
NR_025403.1 
i 
Brackiella. 
NR_025138.1 
; Cupriavidu 
NR_025057.1 
5 
les; Burkhol 
NR_025018.1 


; Cupriavidu 
NR_024944.1 
; Cupriavidu 
NR_028729.1 
2 
cterales; De 
NR_028745.1 
1 
ales; Ectoth 
NR_025499.1 
i 
rhodospirace 
NR_025129.1 
8 
tiales; Ecto 
NR_024990.1 
1 
rhodospirace 
NR_024969.1 
n 
egionella. 
NR_024961.1 


ceae; Alkali 
NR_024878.1 
5 
omonadales; 


NR_024757.1 


hiothrix. 
NR_024756.1 


hiothrix. 
NR_026015.1 
4 
s; Halothiob 
NR_025943.1 
0 
iales; Halot 
NR_029329.1 
Herbas 


acteraceae; 


ref 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Brackiella oedipodis 
ella oedipodis Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


s. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Thioalkalivibrio 
kalivibrio versutus 

ae; Thioalkalivibrio. 
Legionella waltersii 
ella waltersii Bacteria; 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Rhodanobacter 

6 Rhodanobacter 
Xanthomonadaceae; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 


NR_029276.1 


Desulfuromusa 


141109 142543 Desulfuromusa 


243084 Bacteria_16S 
strain Kysw2 16S 
Proteobacteria; D 
243084 Bacteria_16S 
strain KB740 16S 
Proteobacteria; B 
243084 Bacteria_16S 
strain CDC F5101 
Proteobacteria; B 
243084 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Pseudovibrio. 
243084 Bacteria_16S 
strain OK2 16S ri 
Proteobacteria; G 
243084 Bacteria_16S 


143750 143684 28 


157484 157418 28 


290018 289952 28 


371798 371732 28 


385538 385472 28 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


445742 445676 28 


91 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


91 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


91 


91 


91 


91 


gi 


265678967 


142594 14403 


gi 


; Desulfur 
265678958 


156293 15781 


gi 


16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 


gi 


ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


ocyclaceae 
265678867 
28882 
caligenace 
265678807 
quence 
eria; 


265678798 


384340 38587 


gi 


rhizosphaerae strain IH5 16S ribosomal RNA, complete se 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobact 


Pseudomonas. 
243084 Bacteria_16S 


458094 458028 28 


91 


gi 


265678758 
quence 
eria; Pseu 


265678746 


strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 45835 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


243084 Bacteria_16S 
palleroniana stra 
palleroniana Bact 
Pseudomonas. 

243084 Bacteria_16S 
strain DLE411J 16 
Proteobacteria; G 
243084 Bacteria_16S 
defluvii strain B 
Bacteria; Proteob 
243084 Bacteria_16S 
strain BSB 41.8 
Proteobacteria; 
243084 Bacteria 
strain P 513/19 1 
Proteobacteria; G 
243084 Bacteria_ 
strain P 527/13 
Proteobacteria; 
243084 Bacteria_ 
strain P 538/23 
Proteobacteria; 
243084 Bacteria_16S 
strain 520-20 16S 
Proteobacteria; G 
243084 Bacteria_16S 
frederiksbergensi 
frederiksbergensi 
Pseudomonas. 

243084 Bacteria_16S 
strain NA 1 16S r 
Proteobacteria; B 
243084 Bacteria_16S 
strain NCTC 10617 
Proteobacteria; B 
243084 Bacteria_16S 
lusitanum strain 
Bacteria; Proteob 
243084 Bacteria_16S 
strain Al 16S rib 
Proteobacteria; B 
243084 Bacteria_16S 
strain V33 16S ri 
Proteobacteria; B 
243084 Bacteria_16S 
strain J1 16S rib 


eria; 


B 
16S 


G 


G 


Proteobacteria; Alphaproteobacteria; 


243084 Bacteria_16S 


459546 459480 28 
Proteobacteria; 


471643 471577 28 


499368 499302 28 


500920 500854 28 


555836 555770 28 


91 


91 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


91 


91 


91 


strain M39 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


gi 


in CFBP 4389 16S ribosomal RNA, partia 
Gammaproteobacte 


gi 


265678745 
1 sequence 
ria; 


265678737 


470446 47199 


gi 


SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


gi 


gi 


265678719 
ence 49817 
riales; Co 
265678718 


6S ribosomal RNA, partial sequence 499730 50125 
etaproteobacteria; Burkholderiales; Co: 


mamonadace 
265678682 


6S ribosomal RNA, partial sequence 554659 55615 


Rhod 


seudomonad 


seudomonad 


Pseud 


seudomonad 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref|NR_029266.1 
; Azoarcus. 
ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029112.1 
370665 372098 
obacterales; Rho 
ref|NR_029103.1 
aceae; Pseudomon 
ref|NR_029063.1 
444544 446074 
domonadales; Pse 
ref|NR_029051.1 
aceae; Pseudomon 
ref|NR_029050.1 
458401 459808 
omonadales; Pseu 
ref|NR_029042.1 
aceae; Pseudomon 
ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy 
ref|NR_029023.1 


ae; 
ref 


Hydrogenopha 
NR_028987.1 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Bordetella holmesii 
ella holmesii Bacteria; 


Pseudovibrio 
Pseudovibrio 


dobacteraceae; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Pseudomonas 
Pseudomonas 

udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Hydrogenophaga 

enophaga defluvii 

drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

16S 557378 557312 28 91 gi|265678681|ref|NR_028986.1| Pseudomonas poae 

6S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

16S 558922 558856 28 91 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
6S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

640723 640657 28 91 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 

ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

672492 672426 28 91 gi|265678601|ref|NR_028906.1| Pseudomonas 
s strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
s Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

681616 681550 28 91 gi|265678595|ref|NR_028900.1| Neisseria animalis 
ibosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

683021 682955 28 91 gi|265678594|ref|NR_028899.1| Neisseria lactamica 

16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

739142 739076 28 91 gi|265678555|ref|NR_028859.1| Herbaspirillum 
P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

759495 759429 28 91 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
osomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

761049 760983 28 91 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
bosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

768583 768517 28 91 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
osomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 

Rhizobiales; Hyphomicrobiaceae; Devosia. 
788637 788571 28 91 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 


787469 788962 Methylophaga alcalica Bacteria; 


243084 Bacteria_16S 
strain 133 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
243084 Bacteria_16S 
strain 146 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
243084 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


strain S5b2 16S r 
Proteobacteria; B 


strain 7-2 16S ri 
Proteobacteria; B 


strain 7-1 16S ri 
Proteobacteria; B 


strain JCM 21370 


950728 950662 28 


952287 952221 28 


961521 961455 28 


16S ribosomal RNA, 


1003038 1002972 28 


1036438 1036372 28 


1037978 1037912 28 


1071346 1071280 28 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
243084 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Oxalobactera 
243084 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
243084 Bacteria_16S 


91 


91 


91 


91 


91 


91 


91 


gi 
94 


gi 
95 


gi 


complete sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
243084 Bacteria_16S 


gi 


1001834 10033 


gi 


1035238 10367 


gi 


1036784 10382 


gi 


16S ribosomal RNA, partial sequence 1070184 10716 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


243084 Bacteria_16S 
n E1L3A 16S ribosomal RNA, 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


243084 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


243084 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


243084 Bacteria_16S 


13501 16S ribosom 
Proteobacteria; B 


243084 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


naphthalenivorans 
CJ2 Bacteria; Pro 


strain LMG 2210 1 
Proteobacteria; G 


243084 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


243084 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; 


piechaudii strain 
piechaudii Bacter 


subsp. 
elongata subsp. e 
Neisseria. 


243084 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


proteolytica stra 


proteolytica Bacteria; 


Pseudomonas. 


243084 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


Betaproteobacteria; 
243084 Bacteria_16S 


1140742 1140676 28 


ria; Proteobacteria; 


1145304 1145238 28 


cteria; Proteobacteria; 


1146783 1146717 28 


etaproteobacteria; 
1193648 1193582 28 

al RNA, complete sequence 
etaproteobacteria; 
1198310 1198244 28 


1376833 1376767 28 


1415728 1415662 28 


1457118 1457052 28 
EY3918 16S 
acteria; 
1466110 1466044 28 


etaproteobacteria; 
1469120 1469054 28 
ribosomal 


1472192 1472126 28 


1508363 1508297 28 


1579292 1579226 28 


1641705 1641639 28 
Proteobacteria; 


1643267 1643201 28 


243084 Bacteria_16S 
strain CMS 35 16S ribosomal RNA, partial sequence 


1644828 1644762 28 


ibosomal RNA, partial sequence 
Burkholderiales; 


ibosomal RNA, partial sequence 
Rhodocyclales; 


91 


complete sequence 
Gammaproteobacteria; 


91 


91 


91 


1192457 1193978 Borde 
Burkholderiales; Alcaligenace 


91 


91 


91 


91 


91 


91 


RNA, partial sequence 
Rhodocyclales; 


91 


91 


91 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
243084 Bacteria_16S 


91 


91 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


91 


gi 


gi 


rain CM3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


1145612 11470 
Oxalobactera 


gi 


gi 


310 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderia 
243084 Bacteria_16S 


gi 


CJ2 16S ribosomal RNA, partial sequence 
teobacteria; Betaproteobacteria; Burkholderiales 
243084 Bacteria_16S 


gi 


6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


ribosomal RNA, partial sequence 14559 
Betaproteobacteria; Burkholderiales; 


gi 


1464924 14664 
Rhodocyclaceae 


gi 


1467942 14694 
Rhodocyclaceae 


gi 


EY3860 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 
243084 Bacteria_16S 
elongata strain ATCC 25295 16S ribosomal RNA, 


gi 


gi 


1578118 15795 


gi 


in CMS 64 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


1642082 16435 


gi 


265678412 
9535 95104 


265678411 
1100 95259 


265678404 
96032 


265678376 


265678354 


265678353 


265678330 


Rhodospiri 
253680763 


Salini 
253680760 
Pse 


253680759 


228715722 


228715504 


11971 


228717818 
13756 


224581448 
224581416 
Al 


224581409 


224581407 


224581405 


Burkhold 
219846303 


complete sequence 
longata Bacteria; Proteobacteria; Betaproteobacteria; 


219846381 


219878449 


219878448 


ceae; 


tella hinzii LMG 


caligenaceae; 


eriales; 


aceae; 


Pseudomonadales; 


aceae; 


ref |NR_028714.1 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Acidovorax. 
NR_028713.1 


ae; 
ref 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Curvibacter. 
NR_028706.1 


ae; 
ref 


Pseudomonas veronii 


3 961843 Pseudomonas veronii Bacteria; 


aceae; Pseudomon 
ref|NR_028678.1 


as. 
Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


; Azovibrio. 
ref |NR_028656.1 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


ceae; Herbaspiri 
ref |NR_028655.1 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Curvibacter. 
NR_028632.1 


ae; 
ref 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


llaceae; Tistrel 
ref|NR_028011.1 

1139586 114102 
sphaerales; Sali 
ref|NR_028008.1 
144133 114556 
udomonadales; Ps 


R 


ref |NR_028007.1 


la. 
Salinisphaera 

5 Salinisphaera 

nisphaeraceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Collimonas 
ref |NR_027537.1 
ae; Bordetella. 
ref|NR_027534.1 
31 1198567 Ramlib 
les; Comamonadac 
ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref|NR_027230.1 


Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 

acter tataouinensis 

eae; Ramlibacter. 

Polaromonas 

monas naphthalenivorans 

; Polaromonas. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


aceae; Pseudomon 
ref|NR_027197.1 


as. 
Achromobacter 


66 1457283 Achromobacter ruhlandii 


Ac 
ref|NR_027190.1 
33 Azoarcus 
; Azoarcus. 
ref|NR_027188.1 
14 Zoogloea 
+ Zoogloea. 
ref|NR_027186.1 
1471041 147236 
Alcalig 
NR_025893.1 

150715 
Neisserial 


ref 


ref|NR_025972.1 


hromobacter. 
Azoarcus buckelii 


buckelii Bacteria; 


Zoogloea resiniphila 


resiniphila Bacteria; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


Pseudomon 
ref|NR_025588.1 

1640520 164203 
Pseu 


ref |NR_025587.1 


as. 
Pseudomonas 

1 Pseudomonas 

domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


Pseudomon 


219878447 


as. 


ref|NR_025586.1 


Pseudomonas antarctica 


1643643 1645153 Pseudomonas antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


243084 Bacteria_16S 


DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


243084 Bacteria_16S 


margaritifer strain N2-214 16S ribosomal RNA, partial sequence 
margaritifer Bacteria; 


Tepidiphilus. 
243084 Bacteria_16S 
strain CFBP 2341 
Proteobacteria; 

243084 Bacteria_16S 


strain TOl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
243084 Bacteria_16S 


denitrificans strain Chol-1S 16S ribosomal RNA, 
denitrificans Bacteria; 


Sterolibacterium. 
243084 Bacteria_16S 


1649335 1649269 28 


1687381 1687315 28 
Proteobacteria; 


1695147 1695081 28 


1696691 1696625 28 


1836569 1836503 28 
Proteobacteria; 


1879229 1879163 28 


91 


91 


Betaproteobacteria; 


91 


16S ribosomal RNA, partial sequence 1693968 169 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


91 


gi|219878443 
Stella. 


gi|219878417 


gi|219878411 


gi|219878410 
1695512 16970 


Hydrogenophilales; 


54 


ref |NR_025582.1 


ref|NR_025556.1 
1686206 168766 


ref 


NR_025550.1 


ref|NR_025549.1 


Stella humosa strain 
Proteobacteria; 


Tepidiphilus 
1 Tepidiphilus 


Hydrogenophilaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
Pseudomonas. 


Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
91 gi|219878311|ref|NR_025450.1| Sterolibacterium 
complete sequence 1835368 1836898 Sterolibacterium 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
91 gi| 219878282 |ref|NR_025421.1| Limnobacter 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 


thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; 


243084 Bacteria_16S 
strain DSM 11334 
Proteobacteria; 

243084 Bacteria_16S 
strain Se-1111R 1 
Proteobacteria; 
243084 Bacteria_16S 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 19647 
denitrificans Bacteria; 


Thiobacillus. 
243084 Bacteria_16S 


1897899 1897833 28 


1947690 1947624 28 


1964422 1964356 28 
Proteobacteria; 


1971740 1971674 28 


91 


91 


91 


Betaproteobacteria; 


91 


gi|219878265 


16S ribosomal RNA, partial sequence 1896710 18982 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


gi|219878230 


6S ribosomal RNA, partial sequence 1946525 19480 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


gi|219878219 


gi| 219878214 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 


frisingense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 
243084 Bacteria_16S 


strain 58Eu 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


Proteobacteria; 
243084 Bacteria_16S 
strain 47Lol 16S 
Proteobacteria; 

243084 Bacteria_16S 


strain Ps 9-14 16S ribos 


Proteobacteria; 
243084 Bacteria_16S 

umsongensis strain Ps 
umsongensis Bacteria; 
Pseudomonas. 
243084 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; 
243084 Bacteria_16S 


riboso 


2068233 2068167 28 


2069765 2069699 28 


2144241 2144175 28 


2145746 2145680 28 
3+ 
Proteobacteria; 


2147251 2147185 28 


2179102 2179036 28 


91 


91 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


91 


omal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


91 


91 


mal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


91 


gi|219878145 
2067059 20685 


gi|219878144 
2068593 20700 


gi| 219857639 
2143068 21445 


gi| 219857638 


10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219857637 
2146078 21475 


gi|219857614 


henchirensis strain TMB834 16S ribosomal RNA, partial sequence 


henchirensis Bacteria; 
243084 Bacteria_16S 
extremorientalis 
extremorientalis 
Pseudomonas. 
243084 Bacteria_16S 


Bacteria; 


Proteobacteria; 
2219975 2219909 28 


strain KMM 3447 16S ribosomal 
Proteobacteria; 


2230580 2230514 28 


Betaproteobacteria; 


91 


91 


Burkho 


gi|219857586 


RNA, partial seque 
Gammaproteobacteria; 


P 


gi] 219857579 


hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 


hongkongensis Bacteria; 


243084 Bacteria_16S 


costantinii strain CFBP 5705 16S ribosomal RNA, partial 


costantinii Bacteria; 
Pseudomonas. 
243084 Bacteria_16S 
strain ICPB 3636 
Proteobacteria; 

243084 Bacteria_16S 
strain KF46F 16S 
Proteobacteria; 

243084 Bacteria_16S 


strain CFML 97-391 16S ribosomal RNA, partial sequence 


Proteobacteria; 
2235133 2235067 28 


Proteobacteria; 


2265815 2265749 28 


2305155 2305089 28 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


2321933 2321867 28 


Betaproteobacteria; 


91 


Gammaproteobacteria; 


91 


91 


91 


Neiss 

219857576 
sequence 

Pseudo: 


gi 


gi|219857556 


16S ribosomal RNA, partial sequence 2264632 22660 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


gi| 219857526 
2303983 23054 


gi] 219857515 


Burkholderiales; 


Burkholderiales; 


Pseudomonadales; 


1878060 187954 


ref|NR_025404.1 
Bordetella. 
ref |NR_025369.1 
Bordetella. 
NR_025358.1 
4 


ref 


ref|NR_025353.1 
1970584 197204 


ref|NR_025284.1 
Thauera. 
ref|NR_025283.1 
Thauera. 
ref|NR_025228.1 
Pseudomon 
NR_025227.1 
144573 214602 


ref 
2 


ref|NR_025226.1 
Pseudomon 
ref|NR_025203.1 

2177978 217937 
lderiales; 
ref|NR_025174.1 
221879 
seudomonadales; 


monadales; 
ref|NR_025144.1 


Simonsiella. 
ref|NR_025114.1 


ae; Xenophilus. 


Burkholderiaceae; 


Comamonadaceae; 


7 Limnobacter 
Limnobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Thiobacillus 
6 Thiobacillus 


Hydrogenophilales; Hydrogenophilaceae; 


Herbaspirillum 
9 Herbaspirillum 


Oxalobacteraceae; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 
Rhodocyclaceae; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 
Rhodocyclaceae; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomonadaceae; 


as. 
Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
Pseudomonadaceae; 


as. 

Ramlibacter 

0 Ramlibacter 
Ramlibacter. 
Pseudomonas 

2 2220307 Pseudomonas 
Pseudomonadaceae; 


Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


ref|NR_025103.1 


Pseudomonas brenneri 


2320764 2322265 Pseudomonas brenneri Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


243084 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


243084 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


243084 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


243084 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


243084 Bacteria_16S 
16S ribosomal RNA, partial sequence 2528225 25296 


strain ATCC 4973 


Proteobacteria; G 


243084 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


243084 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
243084 Bact 
strain CIP 105470 
Proteobacteria; G 
243084 Bact 
strain CIP 105259 
Proteobacteria; G 
243084 Bact 
strain CIP 105274 
Proteobacteria; G 


243084 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


243084 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


243084 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


243084 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


243084 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


243084 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


243084 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


243084 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


243084 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


243084 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


243084 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


243084 Bacteria_16S 


strain ATCC 13522 


eria_16 


eria_16 


eria_16 


2323485 2323419 28 91 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2500544 2500478 28 91 gi 
ibosomal RNA, partial sequence 


na 


ammaproteobacteria; Pseudomonadales; P 
2545465 2545399 28 91 gi 


se 


etaproteobacteria; Burkholderiales; Co 
2556164 2556098 28 91 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
Ss 2557730 2557664 28 91 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
s 2562356 2562290 28 91 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2571489 2571423 28 91 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580610 2580544 28 91 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582176 2582110 28 91 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583746 2583680 28 91 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585315 2585249 28 91 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596153 2596087 28 91 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597719 2597653 28 91 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2645351 2645285 28 91 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
2649905 2649839 28 91 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2654423 2654357 28 91 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2718817 2718751 28 91 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


mal 


na 


se 


se 


se 


se 


na 


na 


na 


se 


na 


e 


ri 


Oc 


Oc 


al 
ct 


2816437 2816371 28 91 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


eq 
ia 
2848384 2848318 28 91 gi 
etaproteobacteria; Burkholderiales; Co: 
2854612 2854546 28 91 gi 
16S ribosomal RNA, partial sequence 


ma. 


219857514 


23223 
dales; P 


219857382 
2499368 25008 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
2521858 2521792 28 91 gi| 219857363 
rain SBK26 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Gammaproteobacteria; Pse 
2523338 2523272 28 91 gi| 219857362 
rain DBK11 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Gammaproteobacteria; Pse 
2529410 2529344 28 91 gi| 219857358 


udomonad 


219857347 
16S ribosomal RNA, partial sequence 2544276 25457 


monadace 


219857340 


25549 
dales; P 


219857339 


25565 
udomonad 


219857336 


25611 
udomonad 


219857287 


25702 
udomonad 


219857281 


25794 
udomonad 


219857280 


25809 
dales; P 


219857279 


25825 
dales; P 


219857278 


25841 
dales; P 


219857271 


25949 
udomonad 


219857270 


25965 
dales; P 


219857228 


26441 
ales; Co 


219857225 
2648722 26501 


yclaceae 


219857222 
2653267 26546 


yclaceae 


219857176 


sequenc 
eria; Bu 


219856913 


uence 
Pseudo: 


’ 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 


monadace 


219856888 


ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_024970.1 
; Azoarcus. 
ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 

2522145 252361 
udomonadales; Ps 
ref|NR_024946.1 


acea 
ref 


e; Pseudomon 
NR_024935.1 


ae; Acidovorax. 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy’ 
ref|NR_024853.1 


; Az 
ref 


onexus. 
NR_024850.1 
; Azoarcus. 
ref|NR_024804.1 
e 2717632 271910 
rkholderiales; 0 


ref|NR_024734.1 

2815260 281674 
monadales; Pseud 
ref|NR_024711.1 


Delftia. 
NR_024707.1 


ae; 
ref 


Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 

Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 

Pseudomonas. 

Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Pseudomonas 
8 Pseudomonas 


omonadaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pseudomonas savastanoi 


2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


243084 Bacteria_16S 
strain ATCC 49968 
Bacteria; Proteob 
243084 Bacteria_16S 
lanceolatus strai 
lanceolatus Bacte 
243084 Bacteria_16S 
huttiense strain 
huttiense Bacteri 
Herbaspirillum. 
243084 Bacteria_16S 
plecoglossicida s 
plecoglossicida B 
Pseudomonas. 
243084 Bacteria_16S 
resinovorans stra 
resinovorans Bacteria; 
Pseudomonas. 
243084 Bacteria_16S 
citronellolis str 
citronellolis Bac 
Pseudomonas. 
243084 Bacteria_16S 
strain PCl 16S ri 
Proteobacteria; G 
243084 Bacteria_16S 
strain 441-1 16S 
Proteobacteria; G 
243084 Bacteria_16S 
strain BSB411 16S 
Proteobacteria; B 
243084 Bacteria_16S 
strain GraMall 16 
Proteobacteria; D 
243084 Bacteria_16S 
mechernichensis s 
mechernichensis B 
243084 Bacteria_16S 
strain DSM 12081 
Proteobacteria; B 
243084 Bacteria_16S 
strain DSM 11363 
Proteobacteria; G 
243084 Bacteria_16S 
lividum strain DS 
Bacteria; Proteob 
243084 Bacteria_16S 
agaricidamnosum s 
agaricidamnosum B 
Janthinobacterium. 
243084 Bacteria_16S 
sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 
243084 Bacteria_16S 
strain LMG 2207 1 
Proteobacteria; B 
243084 Bacteria_16S 
thalassica strain 
thalassica Bacter 
Methylophaga. 
243084 Bacteria_16S 
strain ATCC 35842 
Proteobacteria; G 
243084 Bacteria_16S 
strain DSM 7345 1 
Proteobacteria; D 
243084 Bacteria_16S 
strain 106 16S ri 
Proteobacteria; B 
243084 Bacteria_16S 
strain NCIB 8621, 


acteria; 


teria; 


ribosomal RNA, 


S ribosomal RNA, 


acteria; 


16S ribosomal RNA, 
etaproteobacteria; Rhodocyclales; Rhodoc 


acteria; 


teria; 


2859295 2859229 28 


2862356 2862290 28 


2868528 2868462 28 


ATCC 14670 16S ribosomal RNA, 
a; Proteobacteria; Betaproteobacteria; 


2920708 2920642 28 


2972038 2971972 28 
Proteobacteria; 
2973553 2973487 28 

Proteobacteria; 


2975115 2975049 28 


2993397 2993331 25 


3014685 3014619 28 


3052611 3052545 28 


3061812 3061746 28 


3114235 3114169 28 


3177828 3177762 28 


3221821 3221755 28 


3223340 3223274 28 


train Wlr3 16S ribosomal RNA, 
Proteobacteria; 


3300568 3300502 28 
Proteobacteria; 


3350701 3350635 28 


3382862 3382796 28 


ATCC 33146 16S ribosomal RNA, 
ia; Proteobacteria; Gammaproteobacteri 


3384400 3384334 28 


3489844 3489778 28 


3556916 3556850 28 


bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 


3570461 3570395 28 


91 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


91 


n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 


91 


91 


train FPC951 16S ribosomal RNA, partia 
Proteobacteria; 


91 


in LMG 2274 16S ribosomal RNA, partial 
Gammaproteobacte 


91 


ain DSM 50332 16S ribosomal RNA, parti 
Gammaproteobact 


91 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


88 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 


91 


complete sequence 
etaproteobacteria; Burkholderiales; Comamonadace 


91 


91 


train TL1 16S ribosomal RNA, partial s 
Proteobacteria; 


91 


complete sequence 


91 


91 


M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


91 


91 


ain RB-1 16S ribosomal RNA, partial se 
Gammaproteobact 


91 


91 


91 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 


91 


91 


91 


Pseudomo 


partial 


Gammaproteoba 


Betaproteobac 


partial 
Betaproteobac 


gi| 219856885 
nadales; 
gi| 219856883 
1 

a; 
219856879 
sequence 
B 


gi 


219856843 
ae 
ct 


gi 
eria; 


219846942 
sequence 
ria; 


gi 


219846941 
al 
er 


gi 
ia; 


gi|219846940 
2973936 29754 
se 
gi|219846928 
2992209 29936 
io 
gi|219846914 
3013492 30150 


gi|219846887 


complete sequence 3051418 30529 
eltaproteobacteria; Desulfuromonadales 


219846881 
equence 
teria; 
219846846 
31130 


gi 


gi 


gi| 219846803 


16S ribosomal RNA, partial sequence 3176631 31781 
ammaproteobacteria; Pseudomonadales; P 


se 
219846773 
ence 32206 
riales; 
219846772 
sequence 

teria; 


gi 


gi 


219846721 
quence 
eria; 


gi 


gi|219846684 


6S ribosomal RNA, partial sequence 3349528 33510 
etaproteobacteria; Burkholderiales; Bu 


rkholderia 
219846661 
e sequence 
a; Thiotri 


gi 
complet 


219846660 
33832 
ciricketts 
219846583 


gi 


gi 


6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales 


; Desulfur 
gi| 219846538 
3555718 35572 
yclaceae 
219846529 


gi 


DSM 3508 16S ribosomal RNA, partial sequence 


28581 
P 


sequence 
Burkhol 


urkholde 


sequence 
Ps 


Pseudomon 


sequenc 
Pseu 


udomonad 


nellacea 


Pelobact 


Rho 


yclaceae 


udomonad 


Ox 


Bur 


Thio 


ref|NR_024704.1 
seudomonadaceae; 
ref |NR_024702.1 

2861171 286267 
deriales; Comamo 
ref |NR_024698.1 

2867356 286884 
riales; Oxalobac 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_026534.1 
2970861 297232 
adales; 


ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 
ref|NR_026532.1 


acea 
ref 


e; Pseudomon 
NR_026520.1 


e; L 
ref 


egionella. 
NR_026506.1 


Acidovorax. 
NR_026479.1 


ae; 
ref 


eraceae; 
ref|NR_026473.1 
3060645 306213 
docyclales; Rhod 
ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026395.1 


aceae; Pseudomon 
ref |NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref|NR_026364.1 

3222170 322363 
kholderiales; Ox 


ref |NR_026313.1 
3299393 330087 
trichales; Pisci 


ref |NR_026276.1 


; Paucimonas 
NR_026253.1 
3381669 338315 
Pisciric 


ceae 


ref|NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026130.1 


+ Zoogloea. 


Pseudomonas lundensis 


10 2859620 Pseudomonas lundensis 


Pseudomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Herbaspirillum 

5 Herbaspirillum 

teraceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Legionella brunensis 


81 Legionella brunensis Bacteria; 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Methylophaga 
9 Methylophaga 


rickettsiaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


ref|NR_026121.1 
3569313 357079 


Acetobacter aceti 
2 Acetobacter aceti 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 


243084 Bacteria_16S 


strain NCTC 83785 
Bacteria; 


strain DSM 50071 
Bacteria; 


Proteobacteria; 


Proteobacteria; 


bronchiseptica st 


strain Td-21 16S 


Proteobacteria; B 


strain CDC 8142 1 
Proteobacteria; B 


strain N 155 16S 


Proteobacteria; B 


Proteob 
243084 Bacteria_16S 


Proteob 
243084 Bacteria_16S 
strain Dfrl 16S r 
D 


3627989 3627923 28 


3629578 3629512 28 


16S ribosomal RNA, 


3632687 3632621 28 


3795268 3795202 28 


3805857 3805791 28 


Proteobacteria; 
3807371 3807305 28 


Proteobacteria; 
3855956 3855890 28 
3875774 3875708 28 


3889769 3889703 28 


3891306 3891240 28 


UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


243084 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


strain 2761 16S 
Proteobacteria; B 
succinatimandens 
succinatimandens 
Petrobacter. 


243084 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; B 


243084 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


243084 Bacteria_16S 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
243084 Bacteria_16S 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodobacter. 


243084 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


Bacteria; Proteob 


C91 16S ribosomal 
Proteobacteria; B 


strain UR/MT95 16 
Proteobacteria; B 


3906587 3906521 28 


teria; Proteobacteria; 


3963504 3963438 28 


3965014 3964948 28 


4122722 4122656 28 
strain 
Bacteria; Proteobacteria; 
4176509 4176443 28 


etaproteobacteria; 
4177994 4177928 28 
LMG 600 
a; 


4194836 4194770 28 


233871 233805 28 


391676 391611 28 
728556 728493 28 
1180098 1180033 28 


RNA, partial sequence 


1267621 1267556 28 


1360096 1360031 28 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 
243084 Bacteria_16S 
strain 34-P 16S r 
B 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
243084 Bacteria_16S 
parapertussis str 
parapertussis Bacteria; 
243084 Bacteria_16S 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
243084 Bacteria_16S 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
243084 Bacteria_16S 


91 


91 


91 


91 


91 


91 


91 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
243084 Bacteria_16S 


91 


91 


ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neisseriaceae; 
243084 Bacteria_16S 


91 


3890099 3891585 Kingella 
a; Neisseriales; Neisseriaceae; Kingella. 
243084 Bacteria_16S 
ain L-1 16S ribosomal RNA, 


91 


complete sequence 
Gammaproteobacteria; 


91 


91 


91 


Betaproteobacteria; 


91 


91 


91 


91 


90 


88 


90 


1178919 1180416 Nitro 
etaproteobacteria; Nitrosomonadales; Nitrosomona 
243084 Bacteria_16S 


90 


S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Oxalobactera 
243084 Bacteria_16S 


90 


gi 


16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseriales; 


gi 


complete sequence 


acteria; Gammaproteobacteria; Pseudomonadales; 


gi 
36 


gi 
37 


gi 


ain 522 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi 


rain Dog 71 16S ribosomal RNA, partial 
bronchiseptica Bacteria; 
243084 Bacteria_16S 


Betaproteobacteria; 


gi 


3854781 38562 


gi 


6S ribosomal RNA, partial sequence 3874615 38761 
etaproteobacteria; Neisseriales; Neisseriaceae; 
243084 Bacteria_16S 


gi 


3888563 38900 


gi 


gi 


gi 


3962329 39637 


gi 


3963836 39652 


gi 


4BON 16S ribosomal RNA, partial 


gi 


6S ribosomal RNA, partial sequence 4175338 41767 
Burkholderiales; Alcaligenace 


gi 


3 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; 


gi 


gi 


gi 


n cf 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 
243084 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatiales; 
243084 Bacteria_16S 


gi 


gi 


gi 


1266430 12679 


gi 


219846487 
36267 


219846486 
36283 


219846484 
31486 36329 


219846367 
94096 37955 


219846359 


219846358 
sequence 


219846325 


219846312 


219846302 


219846301 


219846291 


Pseu 


219846250 


219846249 


219846135 
sequence 
Rh 


219846096 


219846095 


Burkholde 
219846079 


265678907 


Rhodob 


265678794 
39048 
Bu 
265678563 
72737 
Ecto 
228717704 


219846423 


Neisseriaceae; 


Geobacteraceae; 


Burkholderiales; Alc 


ref |NR_026079.1 


ref |NR_026078.1 


ref |NR_026076.1 


ref|NR_025958.1 
Polaromonas. 
ref|NR_025950.1 

3804660 380612 


ref|NR_025949.1 

3806174 380763 
ref|NR_025915.1 
Azoarcus. 
ref|NR_025902.1 


Neisseria. 
ref |NR_025892.1 


Neisseria. 
ref|NR_025891.1 


ref|NR_025881.1 

3905392 390691 
domonadales; Pse 
ref|NR_025840.1 


Rhodoferax. 
NR_025839.1 


ae; 
ref 


; Rhodocyclus. 
ref|NR_025725.1 

4121524 412305 
odocyclales; Rho 


ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref |NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025669.1 


ae; Kerstersia. 
ref|NR_029215.1 

232719 234184 
acterales; Rhodo 


ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref|NR_027566.1 
somonas eutropha 
daceae; Nitrosom 
ref|NR_026014.1 


ceae; Massilia. 


228720024 


thailandensis strain E264 16S ribosomal RNA, partial sequence 


oralis Bacteria; 


Neisseria gonorrhoeae 


80 3628323 Neisseria gonorrhoeae 
Neisseria. 


Pseudomonas aeruginosa 


74 3629910 Pseudomonas aeruginosa 
Pseudomonadaceae; 


Pseudomonas. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 
Geobacter. 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Bordetella 
3 Bordetella 


Burkholderiales; Alcaligenaceae; Bordetella. 


Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Kingella oralis strain 
Proteobacteria; 


Pseudomonas 
8 Pseudomonas 


udomonadaceae; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Achromobacter spanius 
spanius Bacteria; 

Is 

Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Rhodobacter 
Rhodobacter 
bacteraceae; 


Chitinimonas 

imonas taiwanensis 
Chitinimonas. 
Thiorhodospira 
odospira sibirica 

ae; Thiorhodospira. 
Nitrosomonas eutropha 
C91 Bacteria; 

onas. 

Massilia timonae 


23 Massilia timonae Bacteria; 


ref|NR_027587.1 
1358923 136041 


Burkholderia 
0 Burkholderia 


thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; pseudomallei group. 


243084 Bacteria_ 


subsp. parafaecal 


16S 


subsp. parafaecalis Bacteria; 


Alcaligenes. 


243084 Bacteria_16S 


strain IPT10 16S 


Proteobacteria; B 
243084 Bacteria_16S 
strain hl 16S rib 


243084 Bacteria_16S 
strain T7 16S rib 
Proteobacteria; B 
243084 Bacteria_16S 
kururiensis strai 
Proteob 
243084 Bacteria_16S 
stercoraria strai 
stercoraria Bacte 
243084 Bacteria_16S 


Bacteria; 


strain IAM 12670 


Proteobacteria; B 
243084 Bacteria_16S 
violaceinigra str 
violaceinigra Bacteria; 
243084 Bacteria_16S 

thiozymogenes str 
thiozymogenes Bacteria; 


Desulfocapsa. 


243084 Bacteria_16S 
strain H168 16S r 


Firmicutes; 


catecholicum stra 


catecholicum Bacteria; 
243084 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


243084 Bacteria_16S 


sulfexigens strai 


sulfexigens Bacteria; 


Desulfocapsa. 


243084 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


243084 Bacteria_16S 


98018 


teria; 


48019 


79698 


1965939 1965874 28 
is strain G 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; 
2330886 2330829 28 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Burkholderiaceae; 
2631575 2631509 28 

osomal RNA, partial sequence 


2744426 2744361 28 

osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
2836177 2836120 28 
n KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
acteria; Betaproteobacteria; Burkholderiales; 
3888232 3888167 28 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteria; 
3973856 3973791 28 
16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; 
4060642 4060577 28 
ain YIM 31327 16S ribosomal RNA, parti 
Proteobacteria; 
97950 
ain Bra2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
323505 323441 26 
ibosomal RNA, 
Clostridia; 
243084 Bacteria_16S 


Halanaerobiales; 
689110 689042 26 
in NZva20 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
907354 907286 26 
ain S'pore Tl 16S ribosomal RNA, parti 


Proteobacteria; 


3136753 3136685 26 
n SB164P1 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
47956 
n Sk2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanospirillales; 
79635 


90 


82 


91 


90 


82 


90 


90 


90 


26 91 


88 
complete sequence 


91 


91 


91 


28 88 


28 88 


gi 


gi 


219878218 


219857509 


ref|NR_025357.1| Alcaligenes faecalis 
1964797 1966210 Alcaligenes faecalis 

Burkholderiales; Alcaligenaceae; 

Burkholderia sacchari 


ref |NR_025097.1 


2329695 2331217 Burkholderia sacchari Bacteria; 


gi 


219857238 


Burkholderia. 


ref|NR_024866.1| Methylarcula terricola 


2630432 2631792 Methylarcula terricola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 


gi 


219857158 


ref|NR_024786.1| Delftia tsuruhatensis 


2743252 2744707 Delftia tsuruhatensis Bacteria; 


gi 


gi 


gi 


gi 


Betaproteobacteria; 


gi 


gi 


219856900 


219846304 


219846243 


219846180 


265678998 


265678845 


Burkholderiaceae; 


partial sequence 
Neisseriales; 


Delftia. 


ref|NR_024721.1| Burkholderia 
Burkholderia. 
NR_025894.1| Vitreoscilla 
3887024 3888512 Vitreoscilla 
Neisseriaceae; Vitreoscilla. 


NR_025833.1| Duganella zoogloeoides 


ref 


ref 


Duganella. 


ref|NR_025770.1] Duganella 


al sequence 4059499 4060937 Duganella 
Burkholderiales; 


Oxalobacteraceae; 
ref|NR_029306.1] Desulfocapsa 
96815 98277 Desulfocapsa 


Duganella. 


Desulfobacterales; Desulfobulbaceae; 


ref|NR_029150.1| Halothermothrix orenii 


322285 323818 Halothermothrix orenii Bacteria; 


Halanaerobiaceae; 


gi 


gi 


gi 


gi 


gi 


265678590 


265678440 


219846831 


265679032 
46828 


265679011 


anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 


anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudomonas. 


243084 Bacteria_16S 


370352 370289 28 


88 


gi 


265678808 


anticariensis strain FP35 16S ribosomal RNA, partial sequence 


anticariensis Bac 
Halomonas. 


243084 Bacteria_16S 


delbrueckii subsp 


Lactobacillus. 


243084 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


243084 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


243084 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


teria; 


m Bacteria; 


243084 Bacteria_16S 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


380937 380874 31 
- indicus strain NCC725 16S ribosomal 
Lactobacillus delbrueckii subsp. 


493211 493148 28 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; 
516049 515986 28 
m strain DSM 15388 16S ribosomal RNA, 
Proteobacteria; 
771675 771612 28 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
813235 813172 28 


91 


88 


88 


88 


88 


Gammaproteobacteria; 


gi 


indicus Bacteria; 


gi 


265678801 
RNA, parti 


265678723 


492024 49353 


gi 


265678708 


265678532 


770475 77198 


gi 


265678504 
81203 


Halothermothrix. 


al sequence 906169 907666 
Deltaproteobacteria; 


Desulfobacterales; 


Firmicutes; 


partial sequence 
Gammaproteobacteria; 


gi 


Desulfobacterium 
Desulfobacterium 


ref|NR_028895.1 
687908 689408 


Desulfobacterales; Desulfobulbaceae. 


ref|NR_028742.1| Desulforhopalus 


Desulforhopalus 


Desulfobacterales; Desulfobulbaceae; 


ref|NR_026423.1| Desulfocapsa 
135552 3137033 Desulfocapsa 


Desulfobulbaceae; 


Ww 


NR_029340.1| Alcanivorax 
48321 Alcanivorax borkumensis 
Alcanivoracaceae; Alcanivorax. 
NR_029319.1| Pseudomonas 
78587 79994 Pseudomonas 


Pseudomonadales; Pseudomonadaceae; 


ref|NR_029113.1 
369170 370614 


Halomonas 
Halomonas 


Oceanospirillales; Halomonadaceae; 


Lactobacillus 
379741 381255 
Lactobacillales; Lactobacillaceae; 


ref|NR_029106.1 
al sequence 


Marinobacter sediminum 
sediminum Bacteria; 
Marinobacter. 

NR_029013.1| Reinekea 

514864 516365 Reinekea 


ref |NR_029028.1 
5 Marinobacter 


ref 


Reinekea. 
ref |NR_028836.1| Cellvibrio japonicus 
3 Cellvibrio japonicus Bacteria; 
Cellvibrio. 

ref|NR_028807.1| Thioalkalivibrio 

5 813508 Thioalkalivibrio jannaschii 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


243084 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


243084 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; 


insulare strain K 
Bacteria; Proteob 


243084 Bacteria_16S 


ATCC 43969 16S ri 
Bacteria; Proteob 


243084 Bacteria_16S 


ATCC 29909 16S ri 
Bacteria; Proteob 


243084 Bacteria_16S 


ATCC 43970 16S ri 
Bacteria; Proteob 


243084 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


243084 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


243084 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


243084 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


243084 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


243084 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


243084 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


243084 Bacteria_16S 


limicola strain G 
limicola Bacteria 


243084 Bacteria_16S 


strain ME102 16S 


Proteobacteria; G 


243084 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


243084 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


243084 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; G 


243084 Bacteria_16S 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


243084 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


243084 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


G 
243084 Bacteria_16S 


947601 947546 28 80 gi 
rain 2Kl1 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Betaproteobact 


967731 967668 28 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1051810 1051747 28 88 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1186083 1186020 28 88 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1187594 1187531 28 88 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1190616 1190553 28 88 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1228408 1228345 28 88 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1276536 1276473 28 88 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1463053 1462990 28 88 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1692024 1691961 28 88 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


88 gi 


Le 


ct 


Ct 


ct 


ce 
Le 


en 
na 


1 
ri 


1784768 1784705 28 88 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1787812 1787749 28 88 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


H 


eq 
ia 


1815283 1815220 28 

osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1830516 1830461 28 80 gi 
olChil 16S ribosomal RNA, complete seq 
Proteobacteria; Betaproteobacteria; 
1862463 1862400 28 88 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1863970 1863907 28 88 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865552 1865489 28 88 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


88 gi 


an 


ue 
Rh 


’ 


(e) 


nce 
Le 


s 
a; 


2086693 2086630 28 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2127721 2127658 28 88 gi 
rain ALEN 1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


88 gi 


A 


s 
te 


2171549 2171486 28 88 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2173100 2173037 28 88 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


se 


se 


243084 Bacteria_16S 


ATCC 43380 16S ri 


265678414 
quence 
eria; 

265678400 
966531 96793 


Halomonad 
265678343 


228716090 
1184900 11863 


228716058 
1186411 11878 


228715942 
1189433 11908 


219878281 
1227244 12287 
seudomonad 
219846179 


224581411 


219878347 


219878344 


219878326 
1814099 18155 


219878316 
219878293 
1861284 18627 


219878292 


219878291 


219878132 
2085504 20870 


219857650 


219857621 


219857620 


10506 
illales; 


eriales; 


eriales; 


eriales; 


12753 
illales; 


ce 14618 
dales; 


sequence 
a; Pseud 
17835 


alomonad 


uence 
Chroma 


’ 


thomonad 
nce 

odocycla 
leiphila 


e 18627 
illales; 


equence 
Oceanos 


lcanivor 
equence 
ria; Chr 
21703 


udomonad 


21719 
udomonad 


2239717 2239654 28 88 gi 
bosomal RNA, partial sequence 


219857573 
2238534 2239994 Yersinia rohdei Bacteria; 


Burk 


Alter 
219878413 


ref|NR_028716.1 

946409 947922 
holderiales; Co 
ref |NR_028702.1 
aceae; Halomonas 
ref |NR_028645.1 
31 1052062 Marino 
Marinospirillu 
ref|NR_027546.1 


erobacteriac 
NR_027545.1 


Ent 
ref 


erobacteriac 
NR_027543.1 


Ent 
ref 


erobacteriac 
NR_025420.1 


Ent 
ref 


aceae; Cellvibri 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_027192.1 
62 1463368 Marino 
omonadaceae; 
ref|NR_025552.1 

1690867 169233 


omonadales; Pseu 


ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref |NR_025483.1 

1786631 178798 
tiales; Ectothio 
ref|NR_025465.1 
aceae; Fulvimona 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref |NR_025432.1 


ceae; Oleiphilus 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref |NR_025430.1 

1864353 186588 
pirillales; Halo 


ref|NR_025271.1 


acaceae; Alcaniv 
ref |NR_025239.1 

2126557 212798 
omatiales; Ectot 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 


Hydrogenophaga 
Hydrogenophaga 


mamonadaceae; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Marinospirillum 
spirillum insulare 


mM. 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


O; 

Chromohalobacter 

halobacter sarecensis 

Chromohalobacter. 
Marinobacter 

bacter bryozoorum 
Marinobacter. 
Cellvibrio 

5 Cellvibrio 

domonadaceae; 


Halomonas muralis 

nas muralis Bacteria; 
Halorhodospira 

6 Halorhodospira 

rhodospiraceae; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


s. 

Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 
monadaceae; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Cellvibrio fulvus 

brio fulvus Bacteria; 

oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Yersinia rohdei strain 


ref|NR_025161.1 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


243084 Bacteria_1 
NCTC 5923 16S rib 
G 
243084 Bacteria_1 


Proteobacteria; 


strain ATCC 33638 
Bacteria; 


Yersinia. 


243084 Bacteria_1 
lutaoensis strain 
Proteob 
243084 Bacteria_16S 


Bacteria; 


kellyi strain BII 
Bacteria; 


strain CKB 16S ri 
Proteobacteria; 


6a3 16S ribosomal 


Betaproteobacteri 
243084 Bacteria_16S 
oxidotolerans str 


oxidotolerans Bac 


243084 Bacteria_16S 
strain AP3 16S ri 
G 
243084 Bacteria_16S 


Proteobacteria; 
strain DSM 3050 1 


Proteobacteria; 


stanieri Bacteria 
Marinobacterium. 


243084 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


243084 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


243084 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


243084 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


243084 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


243084 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


243084 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


243084 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


243084 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


243084 Bacteria_16S 


halodenitrificans 


Proteob 
243084 Bacteria_1 
pseudotuberculosi 
pseudotuberculosi 


Proteob 
243084 Bacteria_16S 


B 
243084 Bacteria_16S 
pelophilus strain 
pelophilus Bacter 
243084 Bacteria_16S 


G 
243084 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


6S 2241228 2241165 28 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
6S 2242739 2242676 28 88 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
6S 2244250 2244187 28 88 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


88 gi 


6S 2303606 2303543 28 88 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2425242 2425179 28 88 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2619356 2619301 28 80 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2646900 2646845 28 80 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
2651408 2651353 28 80 gi 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2706878 2706815 31 91 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2780398 2780335 28 88 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2863897 2863834 28 88 gi 


’ 


1 


ammaproteobacteria; Pseudomonadales; P 
2866980 2866917 28 88 gi 


s 


e 


; Proteobacteria; Gammaproteobacteria; 


2928197 2928134 28 88 gi 
ATCC 19193 16S ribosomal RNA, partial 

a; Proteobacteria; Gammaproteobacteria 
3055721 3055666 28 80 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


s 


’ 


1 
2. 


3075110 3075055 28 80 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3320327 3320264 28 88 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


e 
a 


e 
Cc 


3385926 3385863 28 88 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


1 
i 


3387399 3387336 28 88 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3650945 3650882 28 88 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3652486 3652423 28 88 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3810374 3810311 28 88 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3892837 3892774 28 88 gi 
strain DSM 735 16S ribosomal RNA, 


e 


e 


s 


219857572 
2240045 22415 


219857571 


ct 
219857570 


ob 


219857528 
en 
na 
219857442 


al 
219857253 
2618180 26196 
oc 
219857227 
ue 


219857224 
2650247 2651682 Azosp 
pi 
219857184 
eq 
219857130 
2779259 27806 
ot 
219856882 
6S ribosomal RNA, partial sequence 2862729 28642 


219856880 


219856838 


219846885 


219846872 


219846706 


219846659 


219846658 
219846471 
3649747 36512 


219846470 
3651286 36527 


219846356 
3809177 38107 


219846300 
complete sequence 


Enterobac 


22415 
eriales; 


artial s 
acteria; 


Pp 


ce 23024 
dales; A 


24240 


es; Halo 


yclaceae 


nce 
Rhodocyc 


ra. 


uence 


es Family 


richacea 


eudomonad 
quence 
Alteromon 


equence 


Oceanosp 


sequence 


ria; Rhod 


ce 30739 
es; Rhod 


n 
1 


uence 
eria; 


q 


13 Oc 


sequence 
Oceano 


a; 


33862 


Halomonad 


thylococc 
t 


hylococec 


eudomonad 


ref|NR_025160.1| Yersinia pestis strain 
05 Yersinia pestis Bacteria; 

teriaceae; Yersinia. 

ref|NR_025159.1| Yersinia kristensenii 
56 2243016 Yersinia kristensenii 
Enterobacteriaceae; Yersinia. 
ref|NR_025158.1| Yersinia 

equence 2243067 2244527 Yersinia 
Enterobacteriales; Enterobacteriaceae; 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Halothiobacillus 

iobacillus kellyi 
Halothiobacillus. 
Dechloromonas agitata 
agitata Bacteria; 


ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref |NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref |NR_024852.1 
ira oryzae Bacte 


Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Azospira oryzae strain 
ria; Proteobacteria; 


ref|NR_024812.1 
2705678 270719 


Exiguobacterium 
1 Exiguobacterium 

XII. Incertae Sedis; Exiguobacterium. 
ref|NR_024758.1| Thiothrix eikelboomii 
79 Thiothrix eikelboomii Bacteria; 
e; Thiothrix. 
ref|NR_024701.1| Pseudomonas halophila 
25 Pseudomonas halophila Bacteria; 
aceae; Pseudomonas. 
NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 
adales; Alteromonadaceae; 


ref|NR_024657.1 
2927022 292847 
irillales; Marin 
ref|NR_026477.1 
3054533 305602 
ocyclales; Rhodo 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Propionivibrio 
8 Propionivibrio 
cyclaceae; 


ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref|NR_026298.1 

3319157 332063 


eanospirillales; 


Ferribacterium 

acterium limneticum 

ibacterium. 
Halomonas 

3 Halomonas 
Halomonadaceae; 


ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


ref|NR_026250.1| Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 
aceae; Halomonas. 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methylocaldum. 

ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 


Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 


ref|NR_025890.1] Halomonas 
3891636 3893166 Halomonas 


halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


243084 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 


Marinobacter. 


243084 Bacteria_16S 
strain SS20 16S r 


4021358 4021295 28 88 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4056118 4056055 28 88 
ibosomal RNA, partial sequence 


gi 


4054980 40563 


219846209 
uence 
a; 


219846183 


Alteromonad 


ref|NR_025799.1 
4020178 402167 
ales; Altero 


Marinobacter 
2 Marinobacter 
monadaceae; 


ref|NR_025773.1| Halomonas koreensis 
78 Halomonas koreensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

243084 Bacteria_16S 4057604 4057541 28 88 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
243084 Bacteria_16S 4191792 4191729 28 88 gi| 219846081 |ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

243084 Bacteria_16S 200189 200123 28 91 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

243084 Bacteria_16S 206439 206373 28 91 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
243084 Bacteria_16S 215744 215678 25 88 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

243084 Bacteria_16S 267371 267305 28 91 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

243084 Bacteria_16S 356887 356821 28 91 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

243084 Bacteria_16S 416475 416408 28 91 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
243084 Bacteria_16S 431813 431747 28 91 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

243084 Bacteria_16S 447272 447206 28 91 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

243084 Bacteria_16S 448804 448738 28 91 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

243084 Bacteria_16S 465566 465500 28 91 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

243084 Bacteria_16S 560436 560370 28 91 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

243084 Bacteria_16S 577052 576986 28 91 gi| 265678668 |ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
243084 Bacteria_16S 742194 742128 28 91 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

243084 Bacteria_16S 785612 785550 28 87 gi|265678522|ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

243084 Bacteria_16S 822237 822171 28 91 gi|265678498|ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

243084 Bacteria_16S 942911 942845 28 91 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

243084 Bacteria_16S 944474 944408 28 91 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

243084 Bacteria_16S 946037 945971 28 91 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Hydrogenophaga. 


243084 Bacteria_16S 
strain PHL 16S ri 
Proteobacteria; B 
243084 Bacteria_16S 
psychrophila stra 
psychrophila Bacteria; 
Simplicispira. 
243084 Bacteria_16S 
strain LMG 4393 1 
Proteobacteria; B 
243084 Bacteria_16S 
witflariensis str 
witflariensis Bac 
Sphingopyxis. 
243084 Bacteria_16S 
chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 
243084 Bacteria_16S 
denitrificans str 
denitrificans K60 
Alicycliphilus. 
243084 Bacteria_16S 
strain B8 16S rib 
Proteobacteria; B 
243084 Bacteria_16S 
citratiphilum str 
Bacteria; Proteob 
243084 Bacteria_16S 
lipocyclicus stra 
lipocyclicus Bact 
243084 Bacteria_16S 
strain DSM 5901 1 


243084 Bacteria_16S 


949163 949097 28 91 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
bosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

953838 953772 28 91 gi|265678410|ref|NR_028712.1| Simplicispira 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

955398 955332 28 91 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
6S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

1142225 1142159 28 91 gi|253680762|ref|NR_028010.1| Sphingopyxis 
ain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
teria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

1269174 1269108 28 91 gi|219846421|ref|NR_026012.1| Desulfuromonas 
rain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 

1481330 1481264 28 91 gi|219878371|ref|NR_025510.1| Alicycliphilus 
ain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
1 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

1549347 1549281 28 91 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
osomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
etaproteobacteria; Burkholderiales; Aquabacterium. 

1552281 1552215 28 91 gi|219857243|ref|NR_024871.1| Aquabacterium 
ain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
acteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

1582260 1582194 28 91 gi|219878490|ref|NR_025629.1| Rhodovarius 
in CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
eria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

1647838 1647772 28 91 gi| 219878444 |ref|NR_025583.1| Stella vacuolata 
6S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

1701336 1701270 28 91 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 

S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 


strain KMM 241 16 
Proteobacteria; G 
243084 Bacteria_16S 
strain LMG 3475 1 
Proteobacteria; B 
243084 Bacteria_16S 
stellipolaris str 
stellipolaris Bac 
Alteromonas. 

243084 Bacteria_16S 
strain LMG 21857 
Proteobacteria; G 
243084 Bacteria_16S 


limnaeus strain A26 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; 


Bacteria; Proteob 
243084 Bacteria_16S 
nitrativorans str 
nitrativorans Bac 
243084 Bacteria_16S 
fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 
243084 Bacteria_16S 
jannaschiana stra 
jannaschiana Bact 
243084 Bacteria_16S 
strain DSM 2665 1 


243084 Bacteria_16S 
defragrans strain 
Bacteria; Proteob 
243084 Bacteria_16S 
strain SW-47 16S 

Proteobacteria; G 
243084 Bacteria_16S 


ammaproteobacteria; Alteromonadales; Alt 


1725751 1725685 28 


1860921 1860855 28 


ain LMG 21861 16S ribosomal RNA, parti 
teria; 


Proteobacteria; 


1870082 1870016 28 


1905193 1905127 28 


1936966 1936900 28 


ain 23310 16S ribosomal RNA, partial s 
teria; 


Proteobacteria; 
1939948 1939881 28 


in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


2013574 2013508 28 


in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


2015034 2014968 28 


2074400 2074334 28 


54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


2101846 2101780 28 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 


2113960 2113894 28 


eromonad 


91 219878391 


gi 


6S ribosomal RNA, partial sequence 1724592 17259 
etaproteobacteria; Burkholderiales; Comamonadace 


91 gi| 219878294 

al sequenc 
Gammaproteobacteria; Alte 
91 gi| 219878288 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 


eromonad 
219878260 
19040 
ales; Chro 
219878237 
equence 

ria; Burkh 
219878235 
sequence 
ria; Rhizo 


91 gi 
sequence 
Chromati 
91 gi 
Betaproteobacte 

91 gi 


91 219878187 
al sequenc 
ria; Rhodo 


219878186 


gi 


91 gi 


6S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


yphomonada 
219878141 
ence 20732 
riales; Al 
gi|219878121 
2100672 21021 
eromonad 
219857659 


91 gi 


91 


91 gi 


acea 
ref 


e; Glaciecol 
NR_025530.1 


ae; Comamonas. 
ref |NR_025433.1 
e 1859752 186123 
romonadales; Alt 
ref|NR_025427.1 
aceae; Glaciecol 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025376.1 

1935800 193729 
olderiales; Coma 
ref |NR_025374.1 
1938810 194024 
biales; Methylob 


ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 
ceae; Hyphomonas 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref |NR_025260.1 


acea 
ref 


e; Alteromon 
NR_025248.1 


a. 
Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 

Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Methylobacterium 

9 Methylobacterium 
acteriaceae; 


Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 
Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Novosphingobium 


pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


Sphingomonadales 


Sphingomonadaceae; 


, 


243084 Bacteria_16S 
strain H-8 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243084 Bacteria_16S 
salitolerans stra 
salitolerans Bact 


Swaminathania. 


243084 Bacteria_16S 


indicus strain CI 
15286 Bacteria; 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


243084 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


243084 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


243084 Bacteria_16S 


denitrificans str 
denitrificans Bac 


243084 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


243084 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


243084 Bacteria_16S 


strain SCH-89 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
243084 Bacteria_16S 


strain VP-6 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
243084 Bacteria_16S 


strain VP-5 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
243084 Bacteria_16S 


strain MHS-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
243084 Bacteria_16S 


strain MHS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
243084 Bacteria_16S 


palleronii strain 
palleronii Bacter 


243084 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


243084 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


243084 Bacteria_16S 


subterraneus stra 
Bacteria; Proteob 


243084 Bacteria_16S 


strain AAO8 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243084 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


243084 Bacteria_16S 


strain Yo-3 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243084 Bacteria_16S 


S60-1 16S ribosom 


T 
Thermodesulfatato 
243084 Bacteria_16S 


2154773 2154707 28 91 
bosomal RNA, partial sequence 


gi 


2160800 2160734 28 91 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


2224428 2224362 28 91 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
rr. 
2262712 2262646 28 91 gi 
train SL6 16S ribosomal RNA, partial s 
acteria; Thermodesulfobacteria; Thermo 
erium. 
2308250 2308184 28 91 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2315797 2315731 28 91 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2353478 2353412 28 91 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2411315 2411249 28 91 gi 


gi 


ri 


etaproteobacteria; Burkholderiales; Te 
2458392 2458326 28 91 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


2536973 2536907 28 91 
ribosomal RNA, partial sequence 


gi 


2538331 2538265 28 91 
ibosomal RNA, partial sequence 


gi 


H 
2539736 2539670 28 91 gi 
ibosomal RNA, partial sequence 
yp 
2541066 2541000 28 91 


ribosomal RNA, partial sequence 


gi 


YP 
2542471 2542405 28 91 


ribosomal RNA, partial sequence 


gi 


yp 
2543904 2543838 28 91 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2547017 2546951 28 91 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2576212 2576146 28 91 gi 
rain UCD-1 16S ribosomal RNA, partial 

cteria; Proteobacteria; Betaproteobact 
2675405 2675339 28 91 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
2709844 2709778 28 91 gi 
ibosomal RNA, partial sequence 


Ss 


’ 


ma. 


se 
er 


en 
r. 


Ac 
2750124 2750058 28 91 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacteri 
2762207 2762141 28 91 
ibosomal RNA, partial sequence 


gi 


2810448 2810382 28 
al RNA, partial sequence 


91 gi 


Ac 


qu 
ri 


eq 
de 


ca 


ma. 


ue 


pi 


qu 
ia 


YP. 


YP. 


eq 


a; 


ce 


a; 


, 


ia; 


ce 


2708714 27 
etoba 
219857154 
uence 


a; 


2761077 27 
Acetoba 
219857110 
2809318 2810728 Asaia siamensis Bacteria; 


219857632 
2153652 21550 
etobacte 
219857628 
ence 

Rhodo 


219857583 
en 
te. 


22232 


riales; 


219857558 
uence 
sulfobac 


219857524 
2307079 23085 
ligenace 
219857519 


23146 


monadace 
219857492 
nce 

Burkh 
219857453 
6S ribosomal RNA, partial sequence 2410156 24116 
dimonas. 
219857411 
ence 

Sphing 


219857353 
2535834 25371 
homonada 
219857352 
2537193 25385 
homonada 
219857351 
2538597 25399 
homonada 
219857350 
2539981 25412 
homonada 
219857349 
2541332 25426 
homonada 
219857348 
equence 
Burkhold 
219857346 


25458 


monadace 
219857284 
quence 
Burk 
219857206 


26742 


219857182 


101 
cte 


Burkh 


219857145 


624 
cte 


Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 


ref |NR_025221.1 


race 
ref 


ae; Rubrite 
NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


26299 


teriales; Thermo 


ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025041.1 


ref |NR_024999.1 
2457264 245870 
omonadales; Sphi 


ref|NR_024941.1 


ceae; Hyphomona 
ref|NR_024940.1 
ceae; Hyphomona 
ref|NR_024939.1 
; Hyphomonas 
NR_024938.1 


ceae 
ref 
; Hyphomonas 
NR_024937.1 


ceae 
ref 
ceae; Hyphomona 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 
ref|NR_024915.1 
2575008 257651 
holderiales; Alc 
ref |NR_024834.1 
15 2675666 Thioba 


ref|NR_024810.1 
raceae; Asaia. 
ref |NR_024782.1 

2748935 275045 
olderiales; Coma 


ref |NR_024773.1 


race 
ref 


ae; Kozakia. 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 
Pp 


ida. 
Swaminathania 

2 Swaminathania 

tobacteraceae; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Comamonas koreensis 
nas koreensis Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
s. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
s. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Ss. 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Hylemonella gracilis 
nella gracilis Bacteria; 


Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Thiobacter 

cter subterraneus 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 


NR_024738.1 


Proteobacteria; 


243084 Bacteria_16S 


strain 71 16S rib 


243084 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
243084 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; G 


243084 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


243084 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


243084 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


243084 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


243084 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


243084 Bacteria_16S 


strain OP 16S rib 
Proteobacteria; A 


243084 Bacteria_16S 


strain PW2 16S ri 
Proteobacteria; A 


243084 Bacteria_16S 


strain KLB 16S ri 
Proteobacteria; A 


243084 Bacteria_16S 


denitrificans str 
denitrificans Bac 


243084 Bacteria_16S 


strain TF-22T 16S 


Proteobacteria; G 


243084 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


243084 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Aestuariibacter. 


243084 Bacteria_16S 


strain SH 106 16S 


Planctomycetes; P 


243084 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


243084 Bacteria_16S 


strain KS 0043 16 


Proteobacteria; B 


243084 Bacteria_16S 


strain Kl1l1 16S ri 


Proteobacteria; B 


243084 Bacteria_16S 


nitratis strain A 


Bacteria; Proteob 


243084 Bacteria_16S 


strain VB32 16S r 


Proteobacteria; B 


243084 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


243084 Bacteria_16S 


strain CreCitl 16 


Proteobacteria; B 


243084 Bacteria_16S 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


Ts 
Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidocella facilis 


54 Acidocella facilis Bacteria; 


Las 
Acidiphilium angustum 


angustum Bacteria; 


lium. 

Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Microvirgula 
Microvirgula 

sseriaceae; 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Halospirulina 
4 3008891 Halospirulina 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


2825494 2825428 28 91 gi| 219856907 |ref|NR_024728.1 

osomal RNA, partial sequence 2824364 28257 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

2965915 2965849 28 91 gi|219856812|ref|NR_024631.1 

bosomal RNA, partial sequence 2964771 2966222 Sphingopyxis 
Sphingomonadales; Sphingomonadaceae; Sphingo 

2990370 2990304 25 88 gi|219846930|ref|NR_026522.1 
6S ribosomal RNA, partial sequence 2989207 29906 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3270064 3269998 28 91 gi|219846741|ref|NR_026333.1 

ribosomal RNA, complete sequence 3268876 32703 
etaproteobacteria; Burkholderiales; Leptothrix. 

3590285 3590219 28 91 gi|219846516|ref|NR_026108.1 

ribosomal RNA, partial sequence 3589120 35906 
etaproteobacteria; Burkholderiales; Ideonella. 

3631162 3631096 28 91 gi| 219846485 |ref|NR_026077.1 
ibosomal RNA, partial sequence 3629961 36314 
eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 

3804343 3804277 28 91 gi|219846360|ref|NR_025951.1 
ribosomal RNA, partial sequence 3803146 38046 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

3854433 3854367 28 91 gi|219846326|ref|NR_025916.1 
ibosomal RNA, partial sequence 3853246 38547 
etaproteobacteria; Burkholderiales; Leptothrix. 

3942654 3942588 28 91 gi|219846264|ref|NR_025854.1 
osomal RNA, partial sequence 3941522 3942934 Acidiphilium 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 

3945574 3945508 28 91 gi|219846262|ref|NR_025852.1 
bosomal RNA, partial sequence 3944448 39458 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 

3948500 3948434 28 91 gi|219846260|ref|NR_025850.1 
bosomal RNA, partial sequence 3947368 3948780 Acidiphilium 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 

3972355 3972289 28 91 gi|219846244|ref|NR_025834.1 
ain AS-P1 16S ribosomal RNA, partial sequence 3971185 397263 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 

4045664 4045598 28 91 gi|219846190|ref|NR_025780.1 

ribosomal RNA, partial sequence 4044490 40459 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 

4081970 4081904 28 91 gi|219846165|ref|NR_025755.1 
ribosomal RNA, partial sequence 4080799 40822 
etaproteobacteria; Burkholderiales; Tepidimonas. 

4128781 4128715 28 91 gi|219846131|ref|NR_025721.1 

JC2043 16S ribosomal RNA, partial sequence 4127615 412904 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero: 

217223 217158 26 88 gi|265678918|ref|NR_029226.1 

ribosomal RNA, partial sequence 216053 21755 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Blastopire 

249466 249413 28 78 gi|265678896|ref|NR_029204.1 

strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Nei 

308389 308336 28 78 gi| 265678855 |ref|NR_029161.1 
S ribosomal RNA, complete sequence 307188 30872 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

534425 534372 28 78 gi|265678696|ref|NR_029001.1 
bosomal RNA, partial sequence 533233 53475 
etaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

2470604 2470541 28 88 gi|219857403|ref|NR_024991.1 
LJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioal 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospirace 

2652937 2652884 28 78 gi|219857223|ref|NR_024851.1 
ibosomal RNA, partial sequence 2651733 26532 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

3008622 3008565 37 91 gi|219846918|ref|NR_026510.1 

CcC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 300750 
ia; Cyanobacteria; Oscillatoriales; Halospirulina. 

3054175 3054122 28 78 gi| 219846886 |ref|NR_026478.1 
S ribosomal RNA, partial sequence 3052993 30544 
etaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 

3197764 3197699 28 90 gi|219846790|ref|NR_026382.1 

3196654 319807 


sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 


Sandaracinobacter 
0 Sandaracinobacter 


sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

243084 Bacteria_16S 3353767 3353706 30 88 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

243084 Bacteria_16S 3837752 3837691 30 88 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

243084 Bacteria_16S 4038145 4038080 28 90 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

243084 Bacteria_16S 4101411 4101358 28 78 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

243084 Bacteria_16S 99528 99460 26 91 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
243084 Bacteria_16S 285576 285508 26 91 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
243084 Bacteria_16S 482368 482316 28 77 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

243084 Bacteria_16S 561971 561919 28 77 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

243084 Bacteria_16S 605578 605522 28 81 gi|265678648|ref|NR_028953.1| Saccharospirillum 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 
Saccharospirillum. 

243084 Bacteria_16S 630020 629968 28 77 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

243084 Bacteria_16S 667935 667883 28 77 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
243084 Bacteria_16S 754881 754825 28 81 gi| 265678543 |ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
243084 Bacteria_16S 872444 872392 28 77 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

243084 Bacteria_16S 1189105 1189049 28 81 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 


ATCC 33641 16S ri 
Proteob 


bosomal RNA, partial sequence 


Bacteria; acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
243084 Bacteria_16S 1337331 1337262 25 91 gi|228721486|ref|NR_027609.1 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 133758 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterale 
Phaeobacter. 

243084 Bacteria_16S 1340306 1340254 28 77 gi|228721340|ref|NR_027605.1 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 134062 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirill 
Magnetospirillum. 

243084 Bacteria_16S 1851968 1851916 28 77 gi|219878301|ref|NR_025440.1 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 18521 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseosp 
243084 Bacteria_16S 1970340 1970288 28 77 gi| 219878215 |ref|NR_025354.1 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 197053 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rh 
Azospirillum. 

243084 Bacteria_16S 2256540 2256472 26 91 gi|219857562|ref|NR_025150.1 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 225677 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
Desulfobulbus. 

243084 Bacteria_16S 2509700 2509648 28 77 gi|219857371|ref|NR_024959.1 


johannae strain CFN-Cf55 16S ribosomal RNA, partial sequence 


1187922 11893 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Phaeobacter 

7 Phaeobacter 

s; Rhodobacteraceae; 


Magnetospirillum 
3 Magnetospirillum 


ales; Rhodospirillaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Azospirillum 

3 Azospirillum 
odospirillaceae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


2508571 251001 


Gluconacetobacter 
7 Gluconacetobacter 


johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter 


243084 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


243084 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


243084 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


243084 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


243084 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


243084 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


243084 Bacteria_16S 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


243084 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


243084 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


243084 Bacteria_16 


arcticus strain 2 
Bacteria; Proteob 


243084 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


243084 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


243084 Bacteria_16S 


strain Lhet2 16S 


strain 101 16S ri 


strain NCIMB 1176 
Bacteria; Proteob 


243084 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


243084 Bacteria_16S 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; 
243084 Bacteria_16S 


strain M6 16S rib 
Proteobacteria; A 


243084 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


243084 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


243084 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


2524870 2524802 26 91 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2937189 2937137 28 77 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


gi 


D 


a; 


3004147 3004095 28 77 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3118829 3118777 28 77 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3199246 3199194 28 77 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


nc 
ban 


en 
ri 


ia 
(ong 


3408599 3408531 26 91 gi 
DSM 10092 16S ribosomal RNA, partial seq 
a; Proteobacteria; Deltaproteobacteria; 
3553803 3553751 28 77 gi 
CIB 8746 16S ribosomal RNA, partial se 


; Proteobacteria; Alphaproteobacteria; 


qu 
R 
3555334 3555282 28 77 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1 
ri 
3634149 3634093 28 81 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m 


al 
ob 


Ss 3682989 3682924 28 91 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3828853 3828797 28 81 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3944115 3944063 28 77 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3947035 3946983 28 77 gi 
ribosomal RNA, partial sequence 


te 


ct 


nc 
ri 


Ac 
3949956 3949904 28 77 
bosomal RNA, partial sequence 


gi 


Ac 
3969488 3969436 28 77 gi 
2 16S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; Rhodospiri 


219857361 
2523668 25251 
esulfobu 
219856832 
eq 


uence 


219846921 


e 30029 
llales; 


219846843 


ce 31176 
llales; 


219846789 


1 sequen 
eria; Rh 


219846640 


uence 
Syntroph 


219846541 


ence 
hodospir 


219846540 


sequence 
a; Rhodo 


219846483 


sequenc 
acteria; 


219846449 


36818 
rales; 


38276 
eriales; 


219846263 


e 39429 
llales; 


219846261 
3945905 39473 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243084 Bacteria_16S 


etobacte 


219846259 
3948831 39502 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243084 Bacteria_16S 


etobacte 


219846246 


39683 
llales; 


3978217 3978165 28 77 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


qu 
R 


v 


5728 5661 28 91 
bosomal RNA, partial sequence 
Rhizobiales; 
28 91 
sequence 
Rhizobiales; 


gi 
4584 
Bartone 
gi 
6033 
Bartone 


gi 


7189 7122 
osomal RNA, partial 
lphaproteobacteria; 
44991 44928 28 88 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
57248 57185 28 88 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58748 58685 28 88 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 


H 


nc 
al 


ne 
ma 


243084 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


61814 61751 28 88 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; 


219846240 


ence 
hodospir 


265679060 


5982 
llaceae; 


265679059 


7437 
llaceae; 


265679034 
43805 


45323 
alomonad 


265679026 


56079 
Chro: 


e 
es; 


265679025 


e 57580 
tiaceae; 


265679023 
60630 
Xanthomonadaceae; 


62129 


Rhodosp 


R 
219846344 


ref |NR_024949.1 
lbaceae; Desulfo 
ref|NR_024651.1 

2936039 293748 
irillales; Aceto 


ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref|NR_026232.1 
3407396 340888 
obacterales; Syn 


ref |NR_026133.1 
3552654 355413 
illales; Acetoba 


ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref |NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref |NR_025849.1 


raceae; Acidocel 
ref |NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref |NR_025830.1 

3977072 397838 
illales; Rhodosp 
ref |NR_029368.1 
tonella. 
NR_029367.1 


Bar 
ref 


tonella. 
NR_029342.1 


Bar 
ref 


aceae; Carnimona 
ref |NR_029334.1 

57529 Thiocy 
matiaceae; Thioc 
ref |NR_029333.1 

59029 Thiocy 
Thiocystis. 


Desulfotalea arctica 


53 Desulfotalea arctica Bacteria; 


talea. 
Acidiphilium 

9 Acidiphilium 

bacteraceae; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


, 


’ 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Octadecabacter 

cabacter arcticus 

Octadecabacter. 
Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 
Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 
Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


Ss. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 
Thiocystis violacea 
stis violacea Bacteria; 


ref|NR_029331.1 


Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


Xanthomon 


as. 


243084 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


243084 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


243084 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; 


243084 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


243084 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


243084 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


243084 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


243084 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


243084 Bacteria_16S 


strain HTCC2506 1 
Proteobacteria; A 


243084 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


243084 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


243084 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


243084 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


243084 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


243084 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


243084 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


243084 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


243084 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


243084 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


178774 178711 

16S ribosomal RNA, 
ammaproteobacteria; Aeromonadales; Aer 
191047 190984 28 88 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
194067 194004 28 88 gi 
in 1521 of Whittenbury 16S ribosomal R 


28 88 gi 
partial sequence 


Methylobacter. 

195578 195515 28 88 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
197088 197025 28 88 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
214221 214158 28 88 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
393263 393200 31 91 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
414940 414877 31 91 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; 
419459 419396 28 88 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
439618 439551 28 91 gi 


Lacto 
gi 


265678944 
17756 
omonadacea 

265678936 


189853 19130 


ethylococc 
265678934 
NA, partia 


6S ribosomal RNA, partial sequence 438478 43991 


lphaproteobacteria; Rhizobiales; Auran 
453431 453368 31 91 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
455030 454967 31 91 
S ribosomal RNA, complete sequence 


gi 


gi 


lales; Macrococcus. 
464057 463990 28 91 gi 
n AS1.1761 16S ribosomal RNA, partial 


ria; Proteobacteria; Alphaproteobacter 
474792 474729 31 91 gi 
rain JLB-1 16S ribosomal RNA, partial 

cteria; Firmicutes; Lactobacillales; E 
491704 491641 28 88 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
578566 578503 28 88 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
598036 597973 28 88 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
639159 639096 28 88 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
649981 649914 28 91 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
651450 651387 31 91 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
699762 699699 28 88 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
734489 734426 28 88 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
764020 763957 28 88 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 


243084 Bacteria_16S 


453819 45536 


265678742 
sequence 

ia; Rhizob 
265678735 
sequence 

nterococca 
265678724 


490502 49197 


Halomonad 
265678667 
ence 57740 
irillales; 
265678654 


596871 59824 


matiaceae; 
265678625 
ence 63798 
nadales; X 
265678618 
e 64884 
les; Beije 
265678617 
tial seque 
rococcacea 
265678583 


698584 69993 


matiaceae; 
265678559 
ce 73331 
ales; Chro 
265678537 


762839 76433 


lteromonad 


831545 831482 31 91 gi 


265678492 


haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 


ref|NR_029252.1| Aeromonas punctata 
4 179023 Aeromonas punctata Bacteria; 
e; Aeromonas. 


ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 


aceae; Methylomicrobium. 
ref|NR_029242.1] Methylobacter 
1 sequence 192873 194334 


Methylococcales; 


265678933|ref|NR_029241.1| Methylococcus 
ence 194385 195842 Methylococcus capsulatus 
occales; Methylococcaceae; Methylococcus. 
265678932 |ref|NR_029240.1| Methylomicrobium agile 
195893 197354 Methylomicrobium agile Bacteria; 
ethylococcaceae; Methylomicrobium. 
265678920|ref|NR_029228.1| Marinomonas vaga 
213019 214484 Marinomonas vaga Bacteria; 
Marinomonas. 
265678793|ref|NR_029098.1| Paenibacillus 
sequence 392074 393575 Paenibacillus 
illaceae; Paenibacillus. 
265678778 | ref |NR_029083.1| Lactobacillus 
equence 413724 415278 Lactobacillus 
bacillaceae; Lactobacillus. 
265678775|ref|NR_029080.1| Halomonas boliviensis 
418286 419726 Halomonas boliviensis Bacteria; 
Halomonadaceae; Halomonas. 
265678762|ref|NR_029067.1| Fulvimarina pelagi 
9 Fulvimarina pelagi Bacteria; 
timonadaceae; Fulvimarina. 
265678752 |ref|NR_029057.1| Macrococcus lamae 
452220 453768 Macrococcus lamae Bacteria; 
265678751|ref|NR_029056.1| Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


ref|NR_029047.1] Ancylobacter 
462905 464361 Ancylobacter 
iales; Xanthobacteraceae; Ancylobacter. 
ref|NR_029040.1] Enterococcus 
473588 475066 Enterococcus 
ceae; Enterococcus. 
ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 
aceae; Halomonas. 
ref|NR_028972.1| Thalassolituus 
5 578770 Thalassolituus oleivorans 
Thalassolituus. 
ref|NR_028959.1| Thiobaca trueperi 
0 Thiobaca trueperi Bacteria; 
Thiobaca. 
ref |NR_028930.1| Stenotrophomonas 
2 639478 Stenotrophomonas rhizophila 
anthomonadaceae; Stenotrophomonas. 
ref|NR_028923.1| Methylocapsa 
0 650254 Methylocapsa acidiphila 
rinckiaceae; Methylocapsa. 
ref|NR_028922.1] Aerococcus 
nce 650305 651625 Aerococcus 
e; Aerococcus. 
ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 
Thiocystis. 
ref|NR_028863.1| Thiohalocapsa 
9 734742 Thiohalocapsa halophila 
matiaceae; Thiohalocapsa. 
ref|NR_028841.1| Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 
ref|NR_028795.1] Enterococcus 


830324 831835 Enterococcus 


243084 Bacteria_16S 


strain CFBP 4188 
Proteobacteria; 


strain E6844 16S 
Firmicutes; Lacto 


243084 Bacteria_16S 
D13 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
243084 Bacteria_16S 
s strain $1812 16S ribosomal RNA, partial sequence 957258 95877 
Bacillaceae; 


strain Greoux 11 
Bacteria; Proteob 


caldoxylosilyticu 
caldoxylosilyticu 


243084 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


243084 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


243084 Bacteria_16S 
ain F12-50-Al 16S ribosomal RNA, partial sequenc 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


243084 Bacteria_16S 
n NRIC 0604 16S ribosomal RNA, partial 


satsumensis strai 
satsumensis Bacte 


243084 Bacteria_16S 
6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
243084 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


243084 Bacteria_16S 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiella. 
243084 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


243084 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


strain Eplumel 16 
Proteobacteria; G 


strain Esulfidel 


Proteobacteria; G 


strain R-4069 16S 
Proteobacteria; G 


schoenbuchensis s 
schoenbuchensis B 
Lactobacillales; 

hydrocarbonoclast 


hydrocarbonoclast 
Marinobacter. 


243084 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


243084 Bacteria_16S 
ain LMG 747 16S ribosomal RNA, partial 
juglandis Bacteria; 


pv. juglandis str 
pv. 


Xanthomonas. 


G 


867931 867868 28 


16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; X 
243084 Bacteria_16S 


898070 898007 31 
ribosomal RNA, partial 
bacillales; 
904254 904191 28 


958464 958401 31 


s Bacteria; 
963092 963029 31 


Firmicutes; 
996910 996847 31 


ria; 


ribosomal RNA, 
bacillales; 
1006029 1005969 28 
teria; Proteobacteria; 


1033384 1033321 31 


Firmicutes; 
1066894 1066831 28 


ria; 


1143747 1143680 28 


1175589 1175526 28 


1211901 1211838 28 
rain Slthf2 16S 
cteria; 


1213378 1213315 28 
ribosomal RNA, 


1214871 1214808 28 


1216351 1216288 28 


1229944 1229881 28 


1232978 1232911 28 


1288671 1288608 31 


1293092 1293029 28 
icus Bacteria; 


1306730 1306663 28 


Proteobacteria; 


243084 Bacteria_16S 
turnerae strain T7902 16S ribosomal RNA, partial sequence 


1378338 1378275 28 


Enterococcaceae; 


Firmicutes; 


Carnobacteriaceae; 


Proteobacteria; 


88 


91 gi| 265678446 
sequence 896853 89837 
Enterococcus. 

88 gi| 265678442 


91 


Bacillales; 


91 


complete sequence 


91 


88 


88 


Gammaproteobacteria; 


88 


partial sequence 
ammaproteobacteria; Oceanospirillales; 
243084 Bacteria_16S 


88 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
243084 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 
ammaproteobacteria; Oceanospirillales; 
243084 Bacteria_16S 


88 


88 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
243084 Bacteria_16S 


91 


91 


88 


91 


Gammaproteobacteria; 


88 


gi 


Legionel 


gi 


gi 


n 47-16 16S ribosomal RNA, partial sequence 


Lactobacillales; Enterococcaceae; 


91 gi| 265678380 
995703 99724 
Granulicatella. 
86 gi| 265678374 
Gammaproteobact 
91 gi| 265678356 
sequence 
Lactobacillales; Lactobacillace 
88 gi| 265678333 


gi 


in C6-19 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


gi 


1174405 11758 


gi 


ribosomal RNA, partial 
Proteobacteria; 


gi 


1212209 1 


gi 


1213697 1 


gi 


gi 


1228770 12302 


gi 


train R1 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; 
243084 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 
Weissella. 
243084 Bacteria_16S 


gi 


1287447 1289004 Weiss 


gi 


icus strain VT8 16S ribosomal RNA, partial seque 
Gammaproteobacter 


gi 


RNA, complete sequence 1305606 1307012 Stark 
ia; Rhizobiales; Xanthobacteraceae; Starkeya. 
1312728 1312665 28 88 gi| 228721465 


gi 


265678467 


90307 
lales; 
265678406 


265678403 


253680761 
Rhodo 


228718578 


224581438 
sequence 
Oce 


224581437 
2136 
Halomonad 
224581436 
2151 
Halomonad 
224581404 


Halomonad 
219878280 


219878271 


Rh 


219846052 


228716433 


219846269 


anthomonadaceae; 


eria; Alteromonadales; 


ref|NR_028770.1 
6 Xanthomonas c 


ref|NR_028748.1 
6 Enterococcus 


ref |NR_028744.1 


ref |NR_028708.1 
Geobacillus. 
ref|NR_028705.1 

961894 96340 


ref |NR_028682.1 
0 Granulicatell 


ref |NR_028676.1 
e 1004861 10063 


ref|NR_028658.1 
1032165 10337 
ae; 
ref |NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref|NR_028009.1 

1142608 11440 
bacterales; 


ref|NR_027574.1 
98 Kangiella kor 


ref|NR_027220.1 
1210750 12121 
anospirillales; 


ref|NR_027219.1 
46 Halomonas axi 
aceae; 
ref|NR_027218.1 
50 Halomonas nep 
aceae; 
ref|NR_027185.1 
30 Halomonas sul 
aceae; 
ref|NR_025419.1 
55 Cellvibrio ga 
aceae; 
ref|NR_025410.1 

1231844 12332 
izobiales; 
ref|NR_025642.1 
ella 


ref 
nce 
ia; 


NR_027551.1 
12919 


ref 
eya 


NR_025859.1 


sequence 
Xant 


228717562 


ref|NR_027606.1 
1311542 13130 
homonadales; 


ref 


NR_027564.1 


3 


6 


Enterococcus. 


0 


Pseudoalteromonadaceae; 


2 


Lactobacillus. 


8 
Rhodobacteraceae; 


5 


Halomonas. 


Halomonas. 


Halomonas. 


8 


Bartonellaceae; 


soli Bacteria; 


0 
Alteromonadales; 


novella Bacteria; 


4 
Xanthomonadaceae; 


Xanthomonas cynarae 
ynarae Bacteria; 


Xanthomonas. 


Enterococcus avium 
avium Bacteria; 


Legionella gresilensis 


2 904507 Legionella gresilensis 


Legionellaceae; Legionella. 


Geobacillus 
Geobacillus 


Enterococcus 
Enterococcus 


Granulicatella elegans 
a elegans Bacteria; 
Pseudoalteromonas 
8 Pseudoalteromonas 


Lactobacillus 
0 Lactobacillus 


Rheinheimera pacifica 
pacifica Bacteria; 


Pannonibacter 
2 Pannonibacter 


Kangiella koreensis 
eensis DSM 16069 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 
alensis Bacteria; 


Halomonas neptunia 
tunia Bacteria; 


Halomonas sulfidaeris 
fidaeris Bacteria; 


Cellvibrio gandavensis 
ndavensis Bacteria; 


Cellvibrio. 


Bartonella 

9 Bartonella 
Bartonella. 
Weissella soli strain 
Firmicutes; 


Marinobacter 
4 1293412 Marinobacter 


Alteromonadaceae; 


Starkeya novella DSM 
Proteobacteria; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


Teredinibacter 


1377167 1378635 Teredinibacter turnerae T7901 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 


Teredinibacter. 


243084 Bacteria_16S 
silvestris strain 
Bacteria; Proteob 
243084 Bacteria_16S 
denitrificans str 
denitrificans OS2 
Shewanella. 
243084 Bacteria_16S 
nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 
243084 Bacteria_16S 
strain B-10-31 16 
Proteobacteria; G 
243084 Bacteria_16S 
antibioticus stra 
antibioticus Bact 
Lysobacter. 
243084 Bacteria_16S 
strain SK-1T 16S 
Proteobacteria; G 
243084 Bacteria_16S 
9187 strain TA 4r 16S 
Bacteria; Proteob 
243084 Bacteria_16S 
strain 34hsl1 16S 
Firmicutes; Bacil 
243084 Bacteria_16S 
strain ATCC 25258 
Bacteria; Firmicutes; 
243084 Bacteria_16S 
strain B6 16S rib 
Proteobacteria; B 
243084 Bacteria_16S 
subsp. smithia st 
subsp. smithia Ba 
243084 Bacteria_16S 
strain LMG 21727 
Firmicutes; Lacto 
243084 Bacteria_16S 
decolorationis st 
decolorationis Ba 
Shewanella. 
243084 Bacteria_16S 
strain T4 16S rib 


eria; 


243084 Bacteria_16S 
VKM B1479 16S rib 


243084 Bacteria_16S 
echinoides strain 
echinoides Bacter 
243084 Bacteria_16S 
strain OSBAC1 16S 
Proteobacteria; G 
243084 Bacteria_16S 
strain RB-8 16S r 
Proteobacteria; G 
243084 Bacteria_16S 
strain KMM 1376 1 
Proteobacteria; G 
243084 Bacteria_16S 
intestinalis stra 
intestinalis Bact 
243084 Bacteria_16S 
livingstonensis s 
livingstonensis B 
Shewanella. 


cteria; 


1381243 1381176 28 


1385817 1385754 28 
Proteobacteria; 


1397721 1397654 28 


1412720 1412657 28 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 


1429623 1429560 28 
Proteobacteria; 


1459947 1459884 28 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


1496402 1496339 28 
ribosomal RNA, 


1514338 1514275 31 


ribosomal RNA, partial sequence 
lales; 


Bacillaceae; Bacillus 
1526473 1526410 31 


Lactobacillales; 
1550813 1550758 28 


osomal RNA, partial sequence 
etaproteobacteria; 


1571681 1571618 28 


Proteobacteria; 
1588478 1588415 31 


Enterococcaceae; 
1608534 1608471 28 


91 gi 


BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; 


228717274 
ce 13801 


ref 


15 1381523 Methy 


NR_027561.1 
1 


les; Beijerinckiaceae; Met 
88 gi|228716834|ref|NR_027556.1 
equence 1384632 138613 
Gammaproteobacteria; Alteromonadale 
91 gi|228715764|ref|NR_027539.1 


RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


88 gi 


14 


88 gi 


in USAM 3C 16S ribosomal RNA, partial 
Gammaproteobacte 


88 gi 


88 gi 


complete sequence 
acteria; Gammaproteobacteria; Aeromona 


ot gi 


91 gi 


16S ribosomal RNA, partial sequence 
Lactobacillaceae 


80 gi 


uence 
bacteria; 


224581450 
11537 14130 


224581439 
sequence 


ria; 


224581413 


1458766 14602 
Enterobac 


219846691 

14952 
dales; 
219878119 


1513128 15146 


219857499 

15252 
; Lactobac 
219857244 


1549646 15510 


Burkholderiales; Aq 


88 gi 


rain AS20/1/1 16S ribosomal RNA, parti 
Gammaproteobac 


91 gi 


Enterococ 


88 gi 


rain S12 16S ribosomal RNA, partial se 


ua. 
219878156 
al sequenc 
te 
219878486 


16S ribosomal RNA, partial sequence 1587284 15887 
bacillales; 


cus. 
219878471 
quence 


seudoalter 


Xanth 


Aer 


bacteriu 


ria; Aer 


Rhiz 


ref 


omon 
ref 


omon 


ref 


teri 
ref 


omon 


ref 


ref 


illu 
ref 


m. 
ref 


omon 
ref 


ref 


1396599 13980 


1428427 14299 


67 1496682 Tolumo 


89 1526784 Lacto 


61 Aquabacterium 


3 
obiales; Met 
NR_027234.1 


adaceae; Alg 
NR_027221.1 
2 
t 


adales; Xan 


NR_027194.1 


aceae; Xenor 
NR_026283.1 


adaceae; Tol 
NR_025258.1 


NR_025087.1 
b 
Ss. 
NR_024874.1 


NR_025295.1 


e 1570477 157198 


adales; Aero 
NR_025625.1 


NR_025610.1 


1607365 160881 


Methylocella 
ocella silvestris BL2 
hylocella. 
Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Methylobacterium 
3 Methylobacterium 


hylobacteriaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Lysobacter 

1 Lysobacter 

homonadaceae; 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 

Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Lactobacillus jensenii 
acillus jensenii 


Aquabacterium parvum 
parvum Bacteria; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Enterococcus italicus 


92 Enterococcus italicus Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Methylocella tundrae 


tundrae Bacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Rheinheimera baltica 


baltica Bacteria; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
s. 


Lactobacillus 
1 Lactobacillus 
us. 


Shewanella 
2 Shewanella 
hewanellaceae; 


Aerococcus 


cteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Sh 
1629557 1629490 28 91 gi| 219878457 |ref|NR_025596.1 
osomal RNA, partial sequence 1628419 1629834 Methylocella 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
1650826 1650759 28 91 gi|219878442|ref|NR_025581.1 
osomal RNA, partial sequence 1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 
1704407 1704340 28 91 gi|219878405|ref|NR_025544.1 
IMET 10491 16S ribosomal RNA, partial sequence 1703281 170468 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocys 
1708969 1708906 28 88 gi|219878402|ref|NR_025541.1 
ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera 
ammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
1737842 1737779 28 88 gi| 219878383 |ref|NR_025522.1 
ibosomal RNA, partial sequence 1736673 17381 
ammaproteobacteria; Oceanospirillales; Oleispira. 
1756201 1756138 28 88 gi| 219878369 |ref|NR_025508.1 
6S ribosomal RNA, partial sequence 1755010 17565 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
1838151 1838088 31 91 gi|219878310|ref|NR_025449.1 
in DSM 6629 16S ribosomal RNA, partial sequence 1836949 183846 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 
1847401 1847338 28 88 gi|219878304|ref|NR_025443.1 
train NF22 16S ribosomal RNA, partial sequence 1846218 184771 
acteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; S 
1909496 1909433 31 91 gi|219878257|ref|NR_025396.1 


243084 Bacteria_16S 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 


243084 Bacteria_16S 
strain LMG 317541 
Proteobacteria; 
243084 Bacteria_16S 


2026964 2026901 28 


2029943 2029880 28 


strain DSM 169 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 
243084 Bacteria_16S 2042114 2042051 28 88 gi| 219878167 |ref|NR_025306.1 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 204243 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 
Pseudoxanthomonas. 

243084 Bacteria_16S 2043673 2043610 28 88 gi|219878166|ref|NR_025305.1 


nitritireducens strain L2 16S ribosomal RNA, partial se 
Proteobacteria; 


nitritireducens Bacteria; 
Stenotrophomonas. 
243084 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; 
243084 Bacteria_16S 
johnsonii strain 
johnsonii Bacteria; 
243084 Bacteria_16S 


2045248 2045185 28 


2083675 2083612 31 


Firmicutes; 
2092691 2092628 28 


88 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 


88 


88 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
219878134 
sequence 

Lactobac 
219878128 
2091488 20930 


91 


ATCC 33200 16S ribosomal RNA, partial 
Lactobacillales; 


88 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 


243084 Bacteria_16S 2185134 2185071 28 88 gi|219857609|ref|NR_025198.1 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 218546 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanth 
Pseudoxanthomonas. 

243084 Bacteria_16S 2188215 2188152 28 88 gi|219857607|ref|NR_025196.1 
strain K9951 16S ribosomal RNA, partial sequence 2187032 21885 


Proteobacteria; 
243084 Bacteria_16S 2264252 2264189 28 
Bacteria; 
243084 Bacteria_16S 
buryatense strain 
Bacteria; 
243084 Bacteria_16S 


2278089 2278026 28 


2284176 2284113 28 


Gammaproteobacteria; Alteromonadales; 


88 


88 


5B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococ 


88 


strain A45 16S ribosomal RNA, partial sequence 


Proteobacteria; 
243084 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; 
243084 Bacteria_16S 


2294702 2294639 28 


2296160 2296093 28 


88 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


91 


strain 91-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


243084 Bacteria_16S 2297626 2297559 28 


strain IBS 193 16S ribosomal RNA, partial sequence 


91 


Gammaproteoba 


gi 


gi 


219878178 
2025759 2027165 Aeromonas popoffii Bacteria; 
omonadaceae; 
219878176 


ref|NR_025317.1 


Aeromonas. 


ref|NR_025315.1 


Aeromonas popoffii 


Chromatium okenii 


2028754 2030144 Chromatium okenii Bacteria; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


She 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


243084 Bacteria_16S 2318789 2318726 28 


88 


gi 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequen 


Bacteria; 


243084 Bacteria_16S 2320381 2320318 28 


88 


Proteobacteria; Gammaproteobacteria; Xanthomona 


gi 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial s 


acidaminiphila Bacteria; 
Stenotrophomonas. 
243084 Bacteria_16S 
strain YKJ-16 16S 
Proteobacteria; 
243084 Bacteria_16S 


Proteobacteria; 


2391523 2391460 28 
ribosomal RNA, partial 


2412885 2412822 28 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial 


quisquiliarum Bacteria; 
Methylosarcina. 
243084 Bacteria_16S 


Proteobacteria; 


2414449 2414386 28 


strain AML-C10 16S ribosomal RNA, partial sequence 


Proteobacteria; 


243084 Bacteria_16S 2440190 2440127 28 


psychrophilus strain Z-0021 16S ribosomal RNA, 


psychrophilus Bacteria; 
Methylobacter. 
243084 Bacteria_16S 


Proteobacteria; 


2443246 2443183 28 


Gammaproteobacteria; Oceanospirillales; 


Gammaproteobacteria; Xanthomonadales; Xa 

88 gi|219857466|ref|NR_025054.1 
sequence 2390343 23918 

Halomonadaceae; Halomonas 

88 gi|219857452|ref|NR_025040.1 

sequence 2411699 241321 


Gammaproteobacter 


88 


88 


gi 


gi 


Gammaproteobacter 


88 


gi 


quence 
cteria; 


219878165 
2044053 2045572 Luteimonas mephitis Bacteria; 


Shewanellaceae; 


219857548 


219857544 
2282981 2284479 Methylobacter 
Gammaproteobacteria; Methylococcales; Met 
219857535 
2293525 22949 


219857533 
2295034 22964 


219857532 
2296489 22979 


219857517 


219857516 


219857451 
2413261 24147 
Gammaproteobacteria; Methylococcales; Met 
219857428 
complete s 


219857424 


2042490 204400 
Xanthomonadales; 


ref |NR_025304.1 
Luteimona 
ref |NR_025273.1 
2082477 208396 
Lactobacillus. 
NR_025267.1 


illaceae; 
ref 


Shewanella. 


Legionella. 
ref|NR_025145.1 


Alcanivoracacea 
ref|NR_025136.1 
2276893 2278392 Methyl 
cales; Methylococcaceae; 
ref|NR_025132.1 


illales; 


hylococcaceae; Methyloba 
ref|NR_025123.1 


Shewanella. 
NR_025121.1 


wanellaceae; 
ref 


Bartonella. 
ref|NR_025120.1 


llaceae; 


Bartonella. 
ref|NR_025105.1 
ce 2317582 2319121 Pseudo 
dales; Xanthomonadaceae; 
ref|NR_025104.1 

2319172 232071 


llaceae; 


equence 


ia; Methylococcales; Met 


ref|NR_025039.1 
hylococcaceae; Methylosa 
ref|NR_025016.1 

2438995 244052 
Met 


equence 
ia; Methylococcales; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


Xanthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


Xanthomonadaceae; 


Luteimonas mephitis 
s. 
Lactobacillus 


3 Lactobacillus 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 
Gammaproteobacteria; Legionellales; Legionellaceae; 
219857557 
venustensis strain ISO04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcani 
Proteobacteria; Gammaproteobacteria; Oceanospir 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Methylobacter 

1 Methylobacter 

hylococcaceae; 


ref|NR_025012.1 


Shewanella japonica 


strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanellaceae; 


Shewanella. 


243084 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


243084 Bacteria_16S 


subsp. pectinolyt 


salmonicida subsp. 
Aeromonas. 
243084 Bacteria_16S 


Aeromonadaceae; 


beliardensis stra 
beliardensis Bact 


243084 Bacteria_16S 


strain C-29 16S r 
Proteobacteria; A 


243084 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


243084 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


243084 Bacteria_16S 


selangorensis str 
selangorensis Bac 


243084 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


243084 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


243084 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


243084 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


243084 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


243084 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


243084 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain IFO 15467 


Proteobacteria; G 


243084 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


243084 Bacteria_16S 


multiglobuliferum 
multiglobuliferum 


243084 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; G 


243084 Bacteria_16S 


strain NCIMB 1112 
Proteobacteria; A 


243084 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


243084 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


243084 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 
243084 Bacteria_ 


strain ml1134/97/1 
Firmicutes; Lacto 


16S 


2446325 2446262 28 88 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2456964 2456901 28 88 gi 
ica strain 34mel 16S ribosomal RNA, pa 
pectinolytica Bacteria; Proteobacter 


na 


rt 
ia 


2503610 2503547 28 88 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2550063 2549996 28 91 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2586893 2586830 28 88 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2593149 2593086 31 91 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2617829 2617766 31 91 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2705323 2705260 31 91 gi 
n JCM 1039 16S ribosomal RNA, partial 

ria; Firmicutes; Lactobacillales; Lact 
2741413 2741350 28 88 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2837701 2837638 31 91 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2851509 2851446 28 88 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


ar 
bag & 


ne 


qu 
ob 


cu 


al 
ct 


se 
ob 


qu 
ob 


1 


2853078 2853015 28 88 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2857757 2857694 28 88 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2923798 2923735 28 88 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2931180 2931117 28 88 gi 


na 


na 


ne 
na 


ammaproteobacteria; Oceanospirillales; O 
2934200 2934137 28 88 gi 
IFO 15466 16S ribosomal RNA, partial 


ia; Proteobacteria; Gammaproteobacteri 


se 
a; 


219857422 


219857413 


219857380 
219857344 
2548929 25503 
219857277 
219857273 
219857254 
219857185 
219857160 
2740223 27416 


219856899 


219856890 
ia; 
219856889 


219856886 


219856841 


219856836 


16S ribosomal RNA, partial sequence 2930007 29314 


219856834 


ref|NR_025010.1 

2445148 2446624 Alishe 
dales; Alteromonadaceae; 
ref|NR_025001.1 
ence 245578 
rote 


ial sequ 
Gammap 


a 
ref 
uenc 


nell 
ref 


NR_024968.1 
e 250240 
ales; Legion 
NR_024932.1 


tial seq 
a; Legio 


Bartonella. 
ref |NR_024908.1 
2585691 258722 
Oceanospirillal 
ref|NR_024904.1 
38 2593451 Entero 


llaceae; 


ence 
acteria; 


25919 
s. 
ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref|NR_024813.1 
2704122 270562 
ae; Lactobacillu 
ref |NR_024788.1 


sequenc 
obacilla 


quence 
acillace 


eromonadaceae; Agarivora 
ref|NR_024718.1 

2836503 283790 
ae; Lactobacillu 
ref|NR_024709.1 

2850317 285183 
monadales; Pseud 


ence 
acillace 


sequence 
; Pseudo 
ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024653.1 

2933018 293448 
ales; Altero 


28518 
dales; X 


28565 
dales; X 


e 29226 
dales; X 
ceanobac 


quence 
Alteromonad 


2935708 2935645 28 88 gi 
strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
2967456 2967393 28 88 gi 


ar 
ba 


ammaproteobacteria; Enterobacteriales; E 
3005656 3005589 28 91 gi 
6 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
3010133 3010070 31 91 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3025224 3025161 31 91 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3038931 3038868 31 91 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 


lo 


ue 
ba 


qu 
oc 


Ss. 


219856833 


219846946 


6S ribosomal RNA, partial sequence 2966273 29677 


219846920 


219846917 


219846907 


219846897 
3037737 30392 


ref 
uenc 
Ocea 
ref 


NR_024652.1 
e 293453 
nospirillale 
NR_026538.1 


tial seq 
cteria; 


nterobacteriaceae; Dicke 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026509.1 
3008942 301036 
e; Lactobacillu 
ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref |NR_026489.1 


30045 
cystacea 


nce 
cillacea 


n 


ence 
occaceae 


3070699 3070636 31 ar gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcus. 


219846875 


ref |NR_026467.1 
3069511 3070973 Vagoco 


Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Aeromonas salmonicida 
3 2457213 Aeromonas 


obacteria; Aeromonadales; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Enterococcus dispar 
coccus dispar Bacteria; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 

Lactobacillus 
7 Lactobacillus 
Ss. 

Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Lactobacillus 
8 Lactobacillus 
s. 
Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Oceanobacter kriegii 


kriegii Bacteria; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Methylosinus sporium 
osinus sporium Bacteria; 


Lactobacillus 
2 Lactobacillus 
Enterococcus 
9 Enterococcus 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


243084 Bacteria_16S 
strain K 16S ribo 


antarctica strain 


antarctica Bacteria; 


Psychromonas. 


243084 Bacteria_16S 


oxalivorans strai 


oxalivorans Bacteria; 
243084 Bacteria_16S 


oxalaticus strain 
Bacteria; 


pedioforme strain 


pedioforme Bacteria; 
243084 Bacteria_16S 


strain CE2203 16S 


strain LMG 8678 1 


strain LMG 947 16 


strain LMG 673 16 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


243084 Bacteria_16S 


strain LMG 690 16 


243084 Bacteria_ 
strain LMG 733 16 


243084 Bacteria_ 
strain LMG 847 16 
Proteobacteria; G 


243084 Bacteria_16S 
strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
243084 Bacteria_16S 
n IFAM ST1306 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteria; 
243084 Bacteria_16S 


australicum strai 
australicum Bacte 


strain LMG 5743 1 
Proteobacteria; G 


strain LMG 5047 1 
Proteobacteria; G 


strain LMG 708 16 
Proteobacteria; G 


strain LMG 538 16 
Proteobacteria; G 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


243084 Bacteria_16S 


marinum DSM 5261 
Proteobacteria; G 


strain DSM 6984 1 
Proteobacteria; B 


Firmicutes; 
243084 Bacteria_16S 

DSM 3802 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


3072150 3072083 28 


3117314 3117251 28 
star-1 


3121822 3121759 31 


Firmicutes; 
3123369 3123306 31 
RAOx1 
Bacillales; 
3150352 3150289 28 


3173233 3173170 28 


3183874 3183811 28 


3185426 3185363 28 


3186978 3186915 28 


3188530 3188467 28 
ria; Proteobacteria; 


3190082 3190019 28 


3191634 3191571 28 


3193186 3193123 28 


S ribosomal RNA, partial sequence 


ammaproteobacteria; 


3196288 3196225 28 


3264067 3264000 28 


3289828 3289765 28 


3291353 3291290 28 


3292905 3292842 28 


3294457 3294394 28 


3296007 3295944 28 
ria; Proteobacteria; 


3388912 3388849 28 


3523103 3523044 35 


DSM 6307 16S ribo 
Bacillales; Bacil 


3546138 3546075 31 
somal RNA, 
laceae; Bacillus. 


Bacillales; 


complete sequence 


91 


88 


91 


91 


88 


88 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
243084 Bacteria_16S 


Chromatiales; 


88 


88 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
243084 Bacteria_16S 


88 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
243084 Bacteria_16S 


88 


88 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
16S 


88 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
16S 


88 


88 


92 


88 


88 


88 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
243084 Bacteria_16S 


88 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
243084 Bacteria_16S 


88 


88 


91 


91 


gi|219846874 


gi|219846844 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi| 219846841 


n RAOx-FS 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


gi|219846840 


gi|219846822 


6S ribosomal RNA, partial sequence 3182688 31841 
Proteobacteria; Gammaproteobacteria; 
243084 Bacteria_16S 


Xanthomonadales; Xanthomonadaceae; 


gi|219846798 


3184240 31857 
Xanthomonadales; Xanthomonadaceae; 


gi| 219846797 


3185792 31872 
Xanthomonadales; Xanthomonadaceae; 


gi|219846796 


n LMG 911 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846795 


3188896 31903 
Xanthomonadales; Xanthomonadaceae; 


gi|219846794 


3190448 31919 
Xanthomonadales; Xanthomonadaceae; 


gi|219846793 
3192000 31935 


gi|219846791 
3195102 31966 


gi| 219846745 


gi|219846728 


6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
243084 Bacteria_16S 


gi|219846727 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
243084 Bacteria_16S 


gi|219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


gi| 219846724 


n LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi| 219846653 


16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
243084 Bacteria_16S 


gi|219846561 


6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
243084 Bacteria_16S 


gi|219846546 


3544949 3546454 Bacillus cohnii Bacteria; 


Alteromonadales; 


Aneurinibacillus 


Chromatiales; 


Xanthomonadales; 


sequence 3262929 326438 
Rhizobiales; 


Xanthomonadales; 


ref|NR_026466.1 


ref|NR_026436.1 
3116131 311762 


ref|NR_026433.1 
3120644 312214 
ref|NR_026432.1 
group; 
ref|NR_026414.1 

3149167 315062 


ref |NR_026390.1 


ref|NR_026389.1 


ref |NR_026388.1 


187344 318884 


Ww 


ref|NR_026387.1 


ref|NR_026386.1 


ref|NR_026385.1 
Xanthomon 
ref |NR_026383.1 
Xanthomon 
ref|NR_026337.1 
Hyphomicr 
ref|NR_026320.1 
Xanthomon 
ref|NR_026319.1 
Xanthomon 
ref|NR_026318.1 
Xanthomon 
ref|NR_026317.1 
Xanthomon 
ref|NR_026316.1 

3294823 329632 
Xanth 


ref |NR_026245.1 


Rhabdochromatiu 
ref|NR_026153.1 


Thauera. 
ref|NR_026138.1 


Methylocella palustris 


somal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
243084 Bacteria_16S 


Psychromonas 
9 Psychromonas 


Psychromonadaceae; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 


16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 


Paenibacillaceae; Aneurinibacillus Ammoniphilus. 


Thiolamprovum 
5 Thiolamprovum 


Chromatiaceae; Thiolamprovum. 


gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 

3172065 3173514 Thiorhodococcus minor Bacteria; 
Chromatiaceae; Thiorhodococcus. 

gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 

Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Thauera aromatica 


32 Thauera aromatica Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


243084 Bacteria_16S 


strain WO-44C 16S 


strain : CIP 7430 


Aeromonas. 


243084 Bacteria_16S 
strain Gl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243084 Bacteria_16S 
adiacens strain GIFU 12706 16S ribosomal RNA, 
Firmicutes; 
243084 Bacteria_16S 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 39841 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
243084 Bacteria_16S 
strain 848 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 
243084 Bacteria_16S 


adiacens Bacteria; 


strain SW-154 16S 


daepoensis strain 


3576574 3576511 28 88 gi|219846525 
ribosomal RNA, partial sequence 3575389 35768 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 
243084 Bacteria_16S 3613136 3613073 28 88 gi|219846497 
16S ribosomal RNA, partial sequence 36119 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
243084 Bacteria_16S 
szegediense strain OR2 16S ribosomal RNA, partial sequence 36482 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; M 
243084 Bacteria_16S 
strain IC079 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
243084 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 36924 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; M 
243084 Bacteria_16S 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial seq 


allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; 


3649406 3649343 28 


3661709 3661646 28 88 gi|219846464 


3693595 3693532 28 


3813530 3813467 28 88 gi|219846354 


3914089 3914026 28 88 gi| 219846285 


3932579 3932516 31 91 gi| 219846272 


3983916 3983853 28 


4009259 4009196 28 88 gi|219846217 


4018272 4018209 28 88 gi|219846211 
ribosomal RNA, partial sequence 4017086 40185 
Proteobacteria; Gammaproteobacteria; Kangiella. 
243084 Bacteria_16S 4019813 4019750 28 


SW-156 16S ribosomal RNA, partial sequence 


88 gi|219846210 


3660516 36619 


3912908 39143 


complete sequence 


Lactobacillales; Carnobacteriaceae; 
88 gi| 219846236 


4008054 40095 


omonadacea 
88 gi|219846472 


ethy 
eromonad 
88 gi|219846442 


ethy 
ref 


ref 


ref 


Gr 
ref 


eae; 
ref 


ref 


ref 


ref|NR_026117. 
54 Legionella feeleii Bacteria; 


Legionella. 


ref|NR_026089. 
33 3613434 Aeromo 


Aeromonas. 


ref|NR_026064. 
06 3649696 Methyl 
lococcaceae; 
ref|NR_026056. 


Aeromonas. 


NR_025875.1 


NR_025801.1 


NR_025800.1 
4018632 40201 


1 


a8 


I 


1 


2 


Legionella feeleii 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 


Methylosphaera 


losphaera hansonii 


Methylosphaera. 
Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


rhabdus. 


Granulicatella 
8 Granulicatella 


a. 


Marinobacter 
7 Marinobacter 


daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


243084 Bacteria_16S 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 41706 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
243084 Bacteria_16S 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 41722 
Firmicutes; Lactobacillales; 
243084 Bacteria_16S 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceano 
91 gi|219846055 
DSM 5352 16S ribosomal RNA, partial sequence 
Salinicoccus. 

77 gi| 265679053 


ganghwensis Bacteria; 
243084 Bacteria_16S 


hispanicus strain 


hispanicus Bacteria; 
243084 Bacteria_16S 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequenc 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospir 
243084 Bacteria_16S 
strain AS2 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; 
243084 Bacteria_16S 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 
hveragerdense Bacteria; 
Thermodesulfobacterium. 
243084 Bacteria_16S 

F186 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
243084 Bacteria_16S 


strain PL7HG1 16S 


4170333 4170270 28 88 gi|219846100 


4171910 4171847 31 91 gi| 219846099 


Enterococcaceae; 


4196316 4196253 28 88 gi| 219846078 


Proteobacteria; 
4225063 4225000 31 


Firmicutes; Bacillales; 


Enterococcaceae; 


91 gi| 265679029 
51487 53037 

Enterococcus. 

91 gi| 265679003 


Thermodesulfobacteria; 
255397 255331 28 90 gi| 265678892 
254252 255652 Afipi 
383956 383890 28 90 gi| 265678799 
ribosomal RNA, partial sequence 382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
243084 Bacteria_16S 
effusa strain AP103 16S ribosomal RNA, partial sequence 38592 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; S 
243084 Bacteria_16S 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


387098 387032 28 91 gi| 265678797 


593553 593487 28 91 gi| 265678657 


Vagococcus. 


Thermodesulfobacte 


ref 


ref 


ref 


ref 


ref 
e 15032 


ref 


ref 


ref 
a br 


ref 


ae; 
ref 


inob 


Sphingomonadales; 


ref 


rs 


Enterococcus 


NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
NR_025689.1 


NR_025668.1 
195136 41965 
spirillales; Hah 
NR_025645.1 
4223876 42253 


NR_029361.1 
16427 


NR_029337.1 


NR_029311.1 
89036 90489 
riales; Thermode 


NR_029200.1 
oomeae Bact 


NR_029104.1 


7 


8 


e 


i 


Cc 


ter. 


Zooshikella 
6 Zooshikella 


Salinicoccus 
3 Salinicoccus 


Enterococcus asini 


asini Bacteria; 


sulfobacteriaceae; 


ria; Proteobacteria; 


um. 

Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 


Novosphingobium 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Glaciecola pallidula 
90 Glaciecola pallidula Bacteria; 
aceae; Glaciecola. 

ref|NR_026033. 
15 3693865 Methy 
lococcaceae; 
NR_025945.1 
uence 381232 
Aeromonadales; 


Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xeno 
NR_025862.1 
3931373 393277 
anulicatell 
NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 
Idiomarina. 
NR_025807.1| Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Kangiella aquimarina 
81 Kangiella aquimarina Bacteria; 


Marinobacter excellens 
excellens Bacteria; 


Vagococcus carniphilus 
27 Vagococcus carniphilus Bacteria; 


ellaceae; Zooshikella. 


Leptospira interrogans 
Leptospira interrogans 


Thermodesulfobacterium 
Thermodesulfobacterium 


Afipia broomeae strain 


Bradyrhizobium betae 
9 Bradyrhizobium betae Bacteria; 
Bradyrhizob 
NR_029102.1 
1 387397 Hydro 
acteraceae; 
NR_028962.1 
592408 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 


243084 Bacteria_ 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
243084 Bacteria_ 
strain Kl 16S rib 
D 


Proteobacteria; 


243084 Bacteria_ 
yuanmingense stra 
yuanmingense Bact 


Bradyrhizobium. 


243084 Bacteria_ 
strain RE35F/1 16 
Proteobacteria; Alphaproteobacteria; 
243084 Bacteria_ 


salicylatoxidans 
salicylatoxidans 


Pseudaminobacter. 
243084 Bacteria_ 
tardaugens strain 
Proteob 


Bacteria; 


243084 Bacteria_ 
tolerans s 
facile subsp. tol 


subsp. 


Hyphomicrobium. 


243084 Bacteria_ 


16S 807039 806973 28 91 gi 
eria; 
erium. 
16S 860292 860226 28 

osomal RNA, partial sequence 
eltaproteobacteria; 


16S 870966 870900 


Thermodesulfobacteria; 


91 gi 


85 
28 


90 gi 


16S 908843 908777 28 91 


S ribosomal RNA, partial sequence 


gi 
90 
Sphingomonadales; 


16S 956892 956826 28 91 gi 


16S 1074261 1074195 28 91 gi 
acteria; Alphaproteobacteria; 
16S 1309716 1309650 28 91 
train IFAM I-551 16S ribosomal 


erans Bacteria; Proteobacteria 


gi 


’ 


16S 1311189 1311123 28 91 gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 


Hyphomicrobium. 


243084 Bacteria_ 
hamburgensis stra 
Proteob 


Bacteria; 


243084 Bacteria_ 
strain SW32 16S r 
G 
243084 Bacteria_ 
faecalis strain g 
Proteob 


Proteobacteria; 


Bacteria; 


243084 Bacteria_ 
strain MCS 18 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
243084 Bacteria_ 
washingtonensis s 
washingtonensis B 


Maricaulis. 


243084 Bacteria_ 
Soel 16S ribosoma 
Gammaproteobacter 
243084 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
243084 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
243084 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
243084 Bacteria_16S 
sulfonivorans str 
Proteob 
243084 Bacteria_16S 


Bacteria; 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


243084 Bacteria_16S 
strain AN1 16S ri 


16S 1366005 1365939 28 90 


gi 


16S 1484339 1484281 28 83 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
16S 1573160 1573094 28 90 gi 


c 16S ribosomal RNA, partial sequence 


gi 


16S 2019466 2019400 28 91 


ribosomal RNA, partial sequence 


gi 
20 
16S 2020938 2020872 28 


91 gi 


16S 2089689 2089623 28 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2118568 2118502 28 91 gi 


ribosomal RNA, partial sequence 


91 gi 


Sphingomonadales; 
2151846 2151780 28 91 gi 
ribosomal RNA, partial sequence 


Sphingomonadales; 
2302057 2301991 28 90 gi 


2350451 2350385 28 91 gi 


2400574 2400508 28 91 gi 
strain CM2 16S ribosomal RNA, partial 


2568459 2568393 28 90 
bosomal RNA, partial sequence 


gi 


in 7 16S ribosomal RNA, partial sequen 
Thermodes 


Desulfuromonadales 


in B0O71 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacte 


strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


ARI-1 16S ribosomal RNA, partial sequ 
Sphingomonadales; 


RNA, pa 
Alphap 


aphilum Bacteria; Proteobacteria; Alph 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


1483159 14846 


acteria; Alphaproteobacteria; Rhizobia 


train MCS06 16S ribosomal RNA, partial 


acteria; Proteobacteria; Alphaproteoba 


2088549 2089942 Nevsk 


2117441 21188 


2150729 21521 


2300928 2302353 Afipi 


ia; Rhizobiales; Bradyrhizobiaceae; Af 


ain S1 16S ribosomal RNA, partial sequ 


acteria; Alphaproteobacteria; Rhizobia 


Bacteria; Proteobacteria; Alphaproteob 


2567339 25687 


265678508 
ce 80584 


265678472 
9076 86059 
; Geobacte 
265678465 
ria; Rhizo 
265678439 
7717 90916 
Erythrobac 
265678408 
sequence 
acteria; 


265678328 
ence 10731 


228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


228719040 
ence 13648 
les; Brady 
219857506 


Halomonad 
219857383 
15720 
les; Brady 
219878183 
18337 20197 
yphomonada 
219878182 
sequence 
cteria; Rh 


219878130 


Nevskia. 
219857656 


Erythrobac 
219857634 


Erythrobac 
219857529 


ipia. 
219857494 
ence 23493 
les; 
219857460 
sequence 
acteria; 


219857289 


ulfobacter 


Rhizo 


Hyphomicr 


Rhizo 


ref|NR_028811.1 


iales; Thermode 


ref|NR_028775.1 
raceae; Geobact 
ref|NR_028768.1 
869838 871263 
biales; Bradyrh 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Eryth 
ref|NR_028710.1 

955748 957207 
biales; Phyl 


ref |NR_028630.1 
37 1074554 Novos 
Sphingomonadacea 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_025094.1 


aceae; Kushneria 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref |NR_025322.1 
ceae; Maricauli 
ref |NR_025321.1 
2019809 202123 
odobacterales; H 


ref 
iar 


NR_025269.1 
amosa Bacter 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025223.1 


tera 
ref 
a bi 


ceae; Porphy 
NR_025117.1 
rgiae Bacter 
ref |NR_025082.1 
obiaceae; Hy 
ref |NR_025048.1 

2399427 240087 
biales; Hyph 


ref|NR_024920.1 


2 807361 Thermo 
s 


a 


r 


Pp 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 
e 


sa 
Bradyrhizobium 
Bradyrhizobium 

zobiaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Pseudaminobacter 

Pseudaminobacter 
lobacteriaceae; 


Novosphingobium 

hingobium tardaugens 

e; Novosphingobium. 
Hyphomicrobium facile 

6 1310018 Hyphomicrobium 

Hyphomicrobiaceae; 


’ 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Nitrobacter 

acter hamburgensis X14 
trobacter. 

Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
s. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Afipia birgiae strain 
ia; Proteobacteria; 


Hyphomicrobium 


35 2350745 Hyphomicrobium sulfonivorans 


phomicrobium. 
Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

243084 Bacteria_16S 2849941 2849875 28 91 gi|219856891|ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
243084 Bacteria_16S 2860795 2860729 28 90 gi|219856884|ref|NR_024703.1| Pseudomonas 


carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 


285967 


1 2861120 Pseudomonas 


carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 


243084 Bacteria_16S 
echinoides strain 
echinoides Bacter 


Sphingomonas. 


243084 Bacteria_16S 


strain IFO 13613 


Bacteria; 


denitrificans Bac 
Hyphomicrobium. 


243084 Bacteria_16S 
zavarzinii strain 
zavarzinii Bacter 
243084 Bacteria_16S 
hollandicum strai 
hollandicum Bacte 


Hyphomicrobium. 


243084 Bacteria_16S 
strain L2 16S rib 
G 
243084 Bacteria_16S 
islandicus strain 
Bacteria; Nitrosp 
243084 Bacteria_16S 


Proteobacteria; 


strain 172 16S ri 


Proteobacteria; 


Bacteria; Proteob 


243084 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; 


oligotrophica str 
oligotrophica Bac 


243084 Bacteria_16S 


strain ATH 2.2.1 


Proteobacteria; B 


243084 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


243084 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
243084 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


243084 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


243084 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


243084 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 
Salinimonas. 


243084 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


D 
243084 Bacteria_16S 
palmitatis strain 


G 
243084 Bacteria_16S 


2865414 2865348 28 91 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
2929674 2929608 28 


91 gi 


3096283 3096229 28 79 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3124868 3124802 28 91 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


3127826 3127760 28 91 gi 

ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3129314 3129248 28 91 gi 
n IFAM KB-677 16S ribosomal RNA, parti 


ammaproteobacteria; Legionellales; Leg 
3288350 3288284 28 91 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3762267 3762201 28 91 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3774133 3774067 28 91 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3798313 3798247 28 91 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3912677 3912611 28 90 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
3961997 3961931 28 91 gi 


etaproteobacteria; Burkholderiales; Ru 
3975317 3975251 28 91 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3995771 3995705 28 91 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3997262 3997196 28 91 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


3998756 3998690 28 91 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


4001680 4001614 28 91 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


4006240 4006174 28 91 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


4036633 4036567 28 91 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 


243084 Bacteria_16S 


s 
a; 


lo 


en 
da 


1 
er 
ue 
a; 


al 


io 


en 
he 


, 


en 


ci 


ue 


er 


br 


s 
a; 


Er 
ue 


a; 


qu 
ia 


ue 
a; 


s 
ri 


en 
ion 


219856881 


equence 


219856837 
16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
243084 Bacteria_16S 
amylophilus strai 
Proteob 
243084 Bacteria_16S 
denitrificans str 


les; 


ia; 


219846837 


nce 


ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicr 
3268535 3268477 25 80 gi| 219846742 |ref|NR_026334.1 
osomal RNA, partial sequence 3267345 32688 


nce 
ia; 


ivivax. 


219846242 


equence 


219846228 
3994645 39960 
ythrobac 
219846227 


nce 


219846226 


ence 


v 


219846224 


nce 


219846221 


equence 
a; 


219846199 


ce 40355 
adales; 


4130270 4130204 28 91 gi 


219846130 


salexigens strain JC2042 16S ribosomal RNA, partial sequence 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Aestuariibacter. 


Sphingo 


cystacea 
219846858 
ce 30950 
Suc 
219846839 
sequence 
Rhiz 


Rhizobi 
219846836 
sequenc 


nellacea 
219846729 
ce 32871 
rmodesul 
219846391 
3761076 37625 
Geobacte 
219846382 
ce 37729 
omonadales; 
219846364 
3797117 37986 
ricketts 
219846286 


Rhiz 
219846251 
16S ribosomal RNA, partial sequence 3960828 39622 


Rhizobi 


Sphingo 


Sphing 


Sphingo 


Alter 


ref|NR_024700.1 
2864276 286573 
monadales; Sphin 


ref|NR_024656.1 
56 Terasakiella 
e; Terasakiella 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026431.1 

3123738 312518 
obiales; Hyphomi 


ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 


e; Legionella. 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref |NR_025982.1 


raceae; Geobacte 
ref|NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025955.1 


iaceae; Cyclocla 
ref|NR_025876.1 

3911550 391285 
obiales; Bradyrh 
ref|NR_025841.1 


ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


’ 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
NR_025817.1 
3996136 399757 
monadales; Eryth 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


NR_025814.1 
4000552 400199 
monadales; Sphin 


ref|NR_025811.1 
4005071 400647 
omonadales; Alte 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025720.1 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Terasakiella pusilla 


pusilla Bacteria; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


, 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Legionella lytica 


25 Legionella lytica Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


a 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Agrobacterium 
6 Agrobacterium 
ae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Aestuariibacter 


129099 413053 


rs 


7 Aestuariibacter 


243084 Bacteria_ 


thermodepolymeran 
thermodepolymeran 


Schlegelella. 
243084 Bacteria_ 
strain 34633 16S 


243084 Bacteria_ 


hispanicum strain 
Proteob 


Bacteria; 
243084 Bacteria_ 
aquaticum strain 


16S 4190239 4190173 28 91 gi| 219846083 |ref|NR_025673.1| Schlegelella 

s strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 

s Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

16S 4223532 4223466 28 90 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

16S 4240144 4240077 28 91 gi|219846042|ref|NR_025632.1| Methylobacterium 
GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 

16S 4241603 4241536 28 91 gi|219846041|ref|NR_025631.1| Methylobacterium 
GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 


Bacteria; 
243084 Bacteria_ 


strain Ekho Lake- 


243084 Bacteria_ 


strain HQgoel 16S 
D 


Proteobacteria; 


Proteob 


16S 38902 38836 28 91 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 
16S 113250 113224 26 52 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 
16S 114849 114823 26 52 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 


243084 Bacteria_ 


strain DM-2 16S r 
D 


Proteobacteria; 
243084 Bacteria_ 


strain FF3 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


243084 Bacteria_ 
strain S-182 16S 
Firmicutes; 
243084 Bacteria_ 
gastricus strain 


gastricus Bacteri 
243084 Bacteria_16S 


indolicum strain 
Bacteria; 


cetonica strain 4 
Bacteria; 


ingluviei strain 
Bacteria; 


dehalogenans 2CP- 
2CP-1 Bacteria; 
Anaeromyxobacter. 


243084 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; 


Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
Syntrophobacter. 
243084 Bacteria_16S 1270738 1270712 26 52 gi 


ishimotonii strai 
ishimotonii Bacte 


Desulfonema. 


243084 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


243084 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


243084 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


243084 Bacteria_16S 


Och 149 16S ribos 


Lacto 


Proteob 
243084 Bacteria_16S 


Proteob 
243084 Bacteria_16S 


Firmicu 
243084 Bacteria_16S 
gasicomitatum str 
gasicomitatum LMG 
243084 Bacteria_16S 


P 


Lacto 
243084 Bacteria_16S 
wolinii strain DB 


ibosomal RNA, partial sequence 
eltaproteobacteria; 
16S 


Syntrophobacterale 
146767 146741 25 SI gi 
bosomal RNA, partial sequence 


16S 340615 340577 54 91 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
16S 413311 413273 54 91 gi 
Kx156A7 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactob 
685991 685965 26 52 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
687556 687530 26 52 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
808608 808570 54 91 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; Lactobacillaceae 
857145 857107 54 91 gi 
ain TB1-10 16S ribosomal RNA, partial 

18811 Bacteria; Firmicutes; Lactobaci 
1121073 1121047 26 52 gi 
1 16S ribosomal RNA, partial sequence 

roteobacteria; Deltaproteobacteria; My 


gi 


1124146 1124108 54 91 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1127094 1127068 26 52 gi 
16S ribosomal RNA, partial sequence 


gi 


n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


1272196 1272170 26 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1328179 1328141 54 91 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1348115 1348089 26 52 gi 
in MPOB 16S ribosomal RNA, partial seq 


52 gi 


Bacteria; Proteobacteria; Deltaproteo 
eae; Syntrophobacter. 
1352639 1352613 25 51 gi 


113641 11518 
Syntrop 


S; 
265678965 


145646 14699 
hodobacter 


265678831 


339450 34088 


cus. 
265678779 
quence 


265678592 
ce 
acterales; 
265678591 


acterales; 
265678507 
e 


a 
265678474 

sequence 

llales; 
228716127 


224581425 


1122944 11244 


illus. 
253680772 


219846400 
sequence 
ia; 


219846399 


1271016 1272493 Desul 
Desul 


eae; 
219846129 


ales; 
228720860 
uence 
bacteria; 


228720499 


omal RNA, partial sequence 


acillaceae 


68477 


68634 


80741 
Lactobac 


Le 


11198 
xococcales 


11259 
obacterale 


Desulf 


rtial sequ 
Lact 


hace 
ref 


ae; Syntrop 
NR_029273.1 


acea 
ref 


e; Marinovu 
NR_029136.1 


ref|NR_029084.1 

412124 413673 
; Lactobacillus. 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref |NR_028810.1 
2 808917 Lacto 
illus. 
ref|NR_028777.1 

855982 857475 
uconostoc. 
ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


v 


ref |NR_027206.1 
63 Lactobacillus 


ref|NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref 
fone 
fone 
ref 
ence 


NR_025990.1 
ma magnum Ba 
ma. 
NR_025719.1 

132699 
obacillaceae; La 
ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref 


b 


9 Syntrophus buswellii Bacteria; 
h 


us. 
Marinovum algicola 


3 Marinovum algicola Bacteria; 
m. 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Lactobacillus 
Lactobacillus 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 
osarcina cetonica 

eae; Desulfosarcina. 
Lactobacillus 
acillus ingluviei 


Leuconostoc 
Leuconostoc 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Lactobacillus antri 
antri Bacteria; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Syntrophobacter 

7 Syntrophobacter 

les; 


Roseobacter litoralis 


NR_027593.1 


1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 


243084 Bacteria_16S 1363103 1363037 28 91 gi|228719132|ref|NR_027580.1| Octadecabacter 
antarcticus strain 307 16S ribosomal RNA, partial sequence 1361976 1363364 Octadecabacter antarcticus 307 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 
243084 Bacteria_16S 1370705 1370639 28 91 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 1370984 Oceanicola granulosus HTCC2516 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

243084 Bacteria_16S 1445026 1444960 28 91 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 

243084 Bacteria_16S 1611437 1611371 28 91 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

243084 Bacteria_16S 1612917 1612851 28 91 gi|219878468|ref|NR_025607.1| Loktanella 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

243084 Bacteria_16S 1688885 1688847 54 91 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 1711967 1711901 28 91 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 

243084 Bacteria_16S 1896359 1896333 26 52 gi|219878267|ref|NR_025406.1| Desulfococcus biacutus 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfococcus. 

243084 Bacteria_16S 1944603 1944565 54 91 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243084 Bacteria_16S 1979544 1979518 26 52 gi|219878209|ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
243084 Bacteria_16S 1987397 1987371 26 52 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

243084 Bacteria_16S 2012089 2012024 26 88 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

243084 Bacteria_16S 2156267 2156214 28 78 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

243084 Bacteria_16S 2177607 2177569 54 91 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 


strain IH003 16S 
Firmicutes; Lacto 


243084 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


243084 Bacteria_16S 


strain DSM5578 16 
Firmicutes; Lacto 


243084 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


243084 Bacteria_16S 2465970 2465932 54 91 gi| 219857406 
strain CCUG 43179 16S ribosomal RNA, complete sequence 24647 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
243084 Bacteria_16S 2473616 2473590 26 52 gi|219857401 


strain LYP 16S ri 
Proteobacteria; D 


naphthovorans str 
naphthovorans Bac 


immobile strain E 
Bacteria; Proteob 


bosomal RNA, partial sequence 
eltaproteobacteria; 
243084 Bacteria_16S 


teria; 
243084 Bacteria_16S 


ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2186690 2186628 31 91 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2419078 2419040 54 91 gi 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2420633 2420595 54 91 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 


nc 
e; 


gi 


Syntrophobacterale 
2608496 2608432 28 88 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobact 
3026650 3026624 25 51 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 


Ss; 


ia 
er 


te 


243084 Bacteria_16S 


2176454 21779 


219857608 


219857447 


2417916 24194 


219857446 
2419471 24209 


2472404 24737 


219857263 


219846906 


21855 
Carnoba 


e 


Syntrop 


1 sequen 
ia; Ocea 


30255 
rales; C 


3090299 3090261 54 91 gi 


219846862 


27 Leuconostoc inhae Bacteria; 


ref|NR_025197.1| Carnobacterium 

17 2186981 Carnobacterium viridans 
cterium. 

ref|NR_025035.1| Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


Lactobacillus mucosae 
acillus mucosae 


ref |NR_024994.1 
63 2466330 Lactob 
illus. 
ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 
haceae; Smithella. 

ref|NR_024894.1] Neptunomonas 

ce 2607312 2608777 Neptunomonas 
nospirillales; Neptunomonas. 
ref|NR_026498.1| Phenylobacterium 

10 3026975 Phenylobacterium immobile 
aulobacteraceae; Phenylobacterium. 
ref Granulicatella 


NR_026454.1 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 


243084 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


243084 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


243084 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; 


243084 Bacteria_16S 


strain MB-G2 16S 


243084 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; 


243084 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


243084 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


243084 Bacteria_16S 


strain SS 1019 16 


Firmicutes; Lacto 


243084 Bacteria_16S 


brennaborense str 
brennaborense Bac 


243084 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


243084 Bacteria_16S 


strain BR 16S rib 


Spirochaetes; Spi 


243084 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


243084 Bacteria_16S 


actinomycetemcomi 


G 


G 


3305226 3305188 54 91 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
6S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

3306766 3306728 54 91 gi|219846717|ref|NR_026309.1| Lactobacillus oris 
6S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

3836224 3836161 28 88 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
bosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

3955963 3955897 28 91 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

4068207 4068142 26 88 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

4069746 4069681 26 88 gi|219846173|ref|NR_025763.1| Aquicella lusitana 

ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

4232596 4232530 28 91 gi| 219846047 |ref|NR_025637.1| Leisingera 
ns strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
ns Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

31551 31491 31 88 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

35992 35940 28 77 gi|265679040|ref|NR_029348.1| Treponema 
ain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
teria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

55740 55680 31 88 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
6S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

111685 111633 28 a7 gi|265678988|ref|NR_029296.1| Treponema maltophilum 
osomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
rochaetales; Spirochaetaceae; Treponema. 

280955 280903 28 77 gi| 265678873 |ref|NR_029179.1| Geobacter 
rain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 

293222 293166 28 81 gi| 265678865 |ref|NR_029171.1| Aggregatibacter 
tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Aggregatibacter actinomycetemcomitans B 


Pasteurellales; P 


243084 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


asymbiotica subsp 


Enterobacteriales 


243084 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


243084 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. thracen 


Enterobacteriales 


243084 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


243084 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


243084 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


243084 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


243084 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


243084 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


acteria; 
asteurellaceae; Aggregatibacter. 
400880 400824 28 81 gi 
austral 
Enterobacteriaceae; Photorhabdus. 
488571 488515 28 81 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
517612 517556 28 81 gi 
thracensis strain 39-8 16S ribosomal 


v 


; Enterobacteriaceae; Photorhabdus. 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723869 723813 28 81 gi 


Enterobacteriaceae; Photorhabdus. 


, 


265678788 


519177 519121 28 81 gi| 265678706 
- kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 
e; Photorhabdus. 

568056 568004 31 80 gi| 265678674 
6S ribosomal RNA, partial sequence 566874 56834 
ubrobacteridae; Solirubrobacterales; Conexibacte 

628542 628486 28 81 gi| 265678633 
bosomal RNA, partial sequence 627341 62884 
ammaproteobacteria; Enterobacteriales; Enterobac 

677095 677027 26 91 gi| 265678598 
bosomal RNA, partial sequence 675861 67745 
nergistia; Synergistales; Synergistaceae; Anaero 

722283 722227 28 81 gi| 265678567 


721087 72261 


Enterobac 
265678566 


laumondii strain TT01 16S ribosomal RNA, partial sequence 
Photorhabdus luminescens subsp. 


Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
399669 401215 


ref 
rtia 


NR_029093.1 
1 sequence 


is Bacteria; Proteobacteria; Gammaproteobacteria; 


265678726 |ref|NR_029031.1| Marinomonas 

ce 487371 488866 Marinomonas ushuaiensis 
irillales; Marinomonas. 

265678707 |ref|NR_029012.1| Photorhabdus 
RNA, complete sequence 516416 517931 


sis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029011.1] Photorhabdus 
sequence 517982 519496 Photorhabdus 

cteria; Enterobacteriales; 
ref|NR_028979.1| Conexibacter woesei 

3 Conexibacter woesei Bacteria; 

raceae; Conexibacter. 

ref |NR_028938.1| Morganella morganii 


2 Morganella morganii Bacteria; 


teriaceae; Morganella. 

ref|NR_028903.1| Anaerobaculum mobile 

6 Anaerobaculum mobile Bacteria; 
baculum. 

ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 

ref|NR_028870.1| Photorhabdus 


722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


243084 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


243084 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


243084 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


243084 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


243084 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


243084 Bacteria_16S 


strain AMX51 16S 


725452 725396 28 81 gi 
akhurstii strain FRGO4 16S ribosomal 


’ 


Enterobacteriaceae; Photorhabdus. 


836096 836044 28 77 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

843619 843555 28 88 
ribosomal RNA, partial sequence 


’ 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


243084 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


243084 Bacteria_16S 
n ASRB2 16S ribosomal RNA, partial seq 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


243084 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


243084 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


243084 Bacteria_16S 


diazotrophicus st 


845205 845149 28 81 gi 
ammaproteobacteria; Enterobacteriales; 
1027303 1027235 26 91 gi 
ria; Proteobacteria; Deltaproteobacter 
1065440 1065384 28 81 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1264544 1264492 28 77 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1354083 1354031 28 77 gi 
rain PAl 5 16S ribosomal RNA, partial 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter. 
243084 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


243084 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


243084 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


243084 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


243084 Bacteria_16S 


strain IBS S6874 


Proteobacteria; G 


243084 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


243084 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


243084 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


243084 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


243084 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


243084 Bacteria_16S 


1497933 1497869 26 88 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
1523398 1523346 28 77 
ribosomal RNA, partial sequence 
rochaetales; 
1553774 1553718 28 81 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1570144 1570076 28 92 gi 
n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1646374 1646318 28 81 gi 


gi 


ammaproteobacteria; Aeromonadales; Aer 
1876172 1876116 28 81 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1988932 1988876 28 81 gi 


ammaproteobacteria; Enterobacteriales; 
1990481 1990425 28 81 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1992029 1991973 28 81 gi 
ammaproteobacteria; Enterobacteriales; 
1993572 1993516 28 81 gi 


ammaproteobacteria; Enterobacteriales; 
1995119 1995063 28 81 gi 


acteria; Proteobacteria; Alphaproteoba 


265678565 


cteria; 
265678489 
tial seque 


roteobacte 


265678484 


842468 84394 


rhizobiace 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 


Enterobac 
265678360 
uence 
ia; Syntro 


265678334 
sequence 
ria; Ocean 
219846655 
sequence 
; Spirocha 
228720330 
sequence 
teobacteri 


219846665 
16S riboso 


charolytic 


219857543 


1522207 15236 
Spirochaetaceae; Treponema. 


219857220 
15525 
Enterobac 
219878173 
ce 15690 
les; Phyll 
219878446 


16S ribosomal RNA, partial sequence 1645204 16466 


omonadacea 
219878284 


1874987 18764 


steurellac 
219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


16S ribosomal RNA, partial sequence 1990842 19923 


Enterobac 
219878200 


6S ribosomal RNA, partial sequence 1992387 19938 


Enterobac 
219878199 


RNA, part 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Sp 


ref 
ial 


NR_028869.1 
sequence 


hingomonadales; 
ref 
nce 

ria; 


NR_028792.1 

834947 
Sphingomona 
ref |NR_028787.1 


Bosea. 
NR_028786.1 


ae; 
ref 


teriaceae; Samso 
ref |NR_028662.1 

1026088 102759 
phobacterales; S 


ref |NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref |NR_026247.1 

1263357 126483 
etaceae; Trepone 
ref|NR_027591.1 
1352934 135441 
hodospirilla 


NR_026257.1 
RNA, complet 
acteria; Fir 


ref |NR_025131.1 


ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025585.1 


Aeromonas. 
NR_025423.1 


e; 
ref 


eae; 
ref 


Haemophilus 
NR_025342.1 


teriaceae; Tatum 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 


ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teriaceae; Serra 


Photorhabdus 
724253 725774 


825360 825296 28 88 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 
826862 826798 28 88 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
825713 827158 Bosea eneae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 
834594 834542 28 at gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
train Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 


Sphingomonadaceae; 
Zymomonas mobilis 
836398 Zymomonas 


dales; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Marinomonas 
0 Marinomonas 
rinomonas. 

Treponema 
5 Treponema 
ma. 

Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Halanaerobium 
e sequence 1496733 


micutes; Clostridia; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Defluvibacter 

ibacter lusatiensis 
efluvibacter. 

Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


od Biss 


ref |NR_025338.1 


Serratia entomophila 


strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


tis 


243084 Bacteria_1 


strain DSM 4594 1 
Proteobacteria; 


strain DSM 30118 
Proteobacteria; 


proteus strain 42 
Bacteria; 


strain Eb 13/82 1 
Proteobacteria; 


Enterobacteriales 


243084 Bacteria_16S 
DSM 6810 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


elongatus strain 


elongatus Bacteri 


Microbulbifer. 


243084 Bacteria_16S 
salipaludis strai 
Proteob 
243084 Bacteria_16S 
azotonutricium st 
azotonutricium Ba 
243084 Bacteria_16S 


Bacteria; 


strain 63287 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
243084 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


243084 Bacteria_16S 


strain HPA92 16S 


G 
243084 Bacteria_1 


G 
243084 Bacteria_1 
DSM 5563 16S ribo 
Gammaproteobacter 
243084 Bacteria_16S 


Proteob 
243084 Bacteria_16S 


G 
243084 Bacteria_16S 
carotovorum subsp 

Pectobacterium carotovorum subsp. odori 


6S 1996655 1996599 28 81 gi 
ammaproteobacteria; Enterobacteriales; 


6S 1998200 1998144 28 81 gi 


ammaproteobacteria; Enterobacteriales; 
6S 1999739 1999683 28 81 gi 


Enterobacteriales; Enterobacteriac 
2001273 2001217 28 81 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; 

2004341 2004285 28 81 


ia; 


gi 


ammaproteobacteria; Enterobacteriales; 
2028406 2028350 28 81 gi 
odoriferum strain LMG 17566 


; Enterobacteriaceae; Pectobacterium. 


2117076 2117020 28 81 gi 


2138249 2138193 28 81 gi 


2270457 2270405 28 77 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 
2300591 2300527 28 88 gi 
ribosomal RNA, partial sequence 


2600706 2600650 28 81 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2602260 2602204 28 81 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


243084 Bacteria_16S 


strain 177 16S ri 


2603814 2603758 28 81 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


243084 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


243084 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


243084 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


243084 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 


phaeum strain PB 
Firmicutes; Clost 


243084 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


243084 Bacteria_16S 


strain DSM 11603 


Proteobacteria; Alphapro 
243084 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


243084 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; G 


243084 Bacteria_16S 


strain LMG 8670 1 
Proteobacteria; G 


243084 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


2639182 2639126 28 81 gi 


eria; Proteobacteria; Gammaproteobacte 
2842262 2842198 26 88 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; 
2856182 2856126 28 81 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2884242 2884174 26 91 gi 


Thermoa 
gi 


ridia; Thermoanaerobacterales; 
3041974 3041914 31 88 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3106750 3106682 28 

16S rib 


Facklamia. 
92 gi 


teobacteria; Rhizobiales; Phyll 
3180768 3180708 31 88 gi 
8 16S ribosomal RNA, partial sequence 

bacillales; Aerococcaceae; Facklamia. 

3182322 3182266 28 81 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3194736 3194680 28 81 gi 


ammaproteobacteria; Xanthomonadales; X 
3376727 3376663 26 88 gi 


ubsp. 


Halanaerobiaceae; Halanaerobium. 


6S ribosomal RNA, partial sequence 1995493 19 


16S ribosomal RNA, partial sequence 1997016 19 


somal RNA, partial sequence 1998561 2000045 Pr 


Enteroba 


6S ribosomal RNA, partial sequence 2003168 20 


16S ribo 
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as. 
Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
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pratensis strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain V2 16S rib 


Proteob 
243084 Bacteria_1 
strain HK 204 16S 
G 
243084 Bacteria_1 
strain EN 101 16S 
G 
243084 Bacteria_1 
wasabiae strain S 
Proteob 
243084 Bacteria_1 
betavasculorum st 
betavasculorum Ba 


G 
243084 Bacteria_16S 


G 


Proteob 
Thermodesulforhab 
243084 Bacteria_16S 


16S 3580955 3580907 28 73 gi 


16S 3646368 3646301 28 91 gi 


6S 3660164 3660101 28 88 gi 
teria; Proteobacteria; 
6S 3667837 3667781 28 81 gi 
16S ribosomal RNA, partial sequence 
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3695119 3695063 28 81 gi 


gi 


3696555 3696499 28 81 gi 
acteria; Gammaproteobacteria; 
3777230 3777162 26 91 


gi 


acteria; Deltaproteobacteria; 
dus. 

3842353 3842289 26 
H200 16S ribosomal RNA, 
tes; Clostridia; Halanaerobiales; 
3886641 3886589 28 a gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; 


88 gi 


3970937 3970885 28 77 gi 
WS 68 16S ribosomal RNA, partial sequ 
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terium group; Rhizobium. 
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5 Shewanella 
wanellaceae; Shewanella. 
Brenneria salicis 
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eae; Pectobacterium. 
Pectobacterium 
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Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 
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20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Halanaerobium 
erobium lacurosei 
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Geobacter 

3 Geobacter 
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Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Bartonella grahamii 


Bartonella grahamii Bacteria; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Lactobacillus perolens 
perolens Bacteria; 


Lactobacillus 
Lactobacillus 

us. 

Vibrio pectenicida 
pectenicida Bacteria; 


Xanthomonas theicola 


ref|NR_029332.1 


Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


243084 Bacteria_16S 63283 63259 28 52 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
243084 Bacteria_16S 67820 67796 28 52 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

243084 Bacteria_16S 75419 75395 28 52 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

243084 Bacteria_16S 76795 76771 28 52 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

243084 Bacteria_16S 78289 78265 28 52 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

243084 Bacteria_16S 82679 82616 28 88 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

243084 Bacteria_16S 94876 94813 31 91 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243084 Bacteria_16S 101054 100991 31 91 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

243084 Bacteria_16S 128570 128507 28 88 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

243084 Bacteria_16S 165098 165035 31 91 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243084 Bacteria_16S 168254 168191 28 88 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
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G 
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Methylococcus. 


243084 Bacteria_16S 


strain 40 16S rib 
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243084 Bacteria_16S 
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G 
243084 Bacteria_16S 
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Proteob 
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thermophilus stra 
thermophilus Bact 


G 
243084 Bacteria_16S 


ia; Vibrionales; Vibrionaceae; Vibrio. 


6S 169778 169715 28 88 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
ibosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

6S 171254 171191 28 88 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
osomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

6S 172763 172700 28 88 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
ibosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

174272 174209 28 88 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 

RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Aliivibrio. 

175780 175717 28 88 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
6S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

177265 177202 28 88 gi| 265678945 |ref|NR_029253.1| Photobacterium 

L1 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

180252 180189 28 88 gi| 265678943 |ref|NR_029251.1| Methylococcus 
in IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
eria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

223365 223302 28 88 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
osomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

250964 250940 28 52 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 

ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 
252446 252422 28 52 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 
253921 253897 28 52 gi| 265678893 |ref|NR_029201.1| Amaricoccus 


243084 Bacteria_16S 


kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
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subsp. 
subsp. 


243084 Bacteria_16S 
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Firmicutes; Lacto 
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strain 941 16S ri 
Proteobacteria; A 


243084 Bacteria_16S 


strain AS130 16S 
Proteobacteria; A 


243084 Bacteria_16S 
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243084 Bacteria_16S 
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Sphingomonas. 


243084 Bacteria_16S 
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243084 Bacteria_16S 
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Parvibaculum. 


243084 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


243084 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


243084 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


243084 Bacteria_16S 
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parakefiri Bacter 


243084 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


243084 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


243084 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


243084 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


261274 261250 28 52 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
273366 273342 28 52 gi 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; Rhizobi 
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in B54 16S ribosomal RNA, complete seq 
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gi 


294694 294670 28 52 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
318898 318874 28 52 gi 
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Bacteria; Proteobacteria; Alphaproteo 
345108 345045 31 91 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
353949 353925 28 52 gi 
bosomal RNA, partial sequence 

lphaproteobacteria; Rhizobiales; 
355408 355384 28 52 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Hypho 
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gi 


rain F23 16S ribosomal RNA, partial se 
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ia; Firmicutes; Lactobacillales; Lacto 
434975 434916 28 84 gi 
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473252 473189 31 91 gi 
ribosomal RNA, partial sequence 
bacillales; Weissella. 
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91 gi 


GCL 1731 16S ribosomal RNA, partial s 
ia; Firmicutes; Lactobacillales; Lacto 
487000 486937 28 88 gi 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
502505 502442 31 91 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
532868 532805 31 91 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
548132 548069 28 88 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


gi 


583067 583043 28 52 
ibosomal RNA, partial sequence 


gi 
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teria; Alt 


265678806 
quence 
teria; Sph 
265678804 
sequence 
cillaceae; 
265678800 
sequence 
cteria; Rh 
265678780 
uence 
bacillacea 
265678765 


433793 43528 


hewanellac 
265678736 


472041 47353 


265678734 
equence 
bacillacea 

265678727 


485792 487320 Vibri 


265678717 


501307 50281 


265678697 


531745 53318 


265678687 
ial sequen 
cteria; Al 


265678664 


ref|NR_029195.1| Rhizobium hainanense 
0 Rhizobium hainanense Bacteria; 


hizobium/Agrobacterium group; Rhizobium. 
ref|NR_029184.1| Rhizobium etli strain 
bium etli Bacteria; Proteobacteria; 
terium group; Rhizobium. 
ref|NR_029177.1| Desulfobacter 
282818 284333 Desulfobacter 
fobacterales; Desulfobacteraceae; 
ref|NR_029170.1| Prosthecochloris 
293547 295005 Prosthecochloris 
iaceae; Prosthecochloris. 
ref|NR_029153.1| Bartonella vinsonii 
ce 317746 319177 Bartonella vinsonii 
Rhizobiales; Bartonellaceae; Bartonella. 
ref |NR_029133.1| Lactobacillus pentosus 


3 Lactobacillus pentosus Bacteria; 


ref|NR_029126.1| Rhodoplanes roseus 
3 Rhodoplanes roseus Bacteria; 

ae; Rhodoplanes. 

ref|NR_029125.1| Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


ae; Rhodoplanes. 
ref|NR_029117.1| Phenylobacterium 
4 364685 Phenylobacterium lituiforme 
aulobacteraceae; Phenylobacterium. 
ref|NR_029115.1| Idiomarina 
366150 367594 Idiomarina 
eromonadales; Idiomarinaceae; 
ref|NR_029111.1| Sphingomonas 
372149 373610 Sphingomonas 
ingomonadales; Sphingomonadaceae; 
ref|NR_029109.1| Paenibacillus 
375101 376646 Paenibacillus 
Paenibacillus. 
ref|NR_029105.1| Parvibaculum 
381306 382756 Parvibaculum 
izobiales; Phyllobacteriaceae; 
ref|NR_029085.1| Lactobacillus 
410506 412073 Lactobacillus 
e; Lactobacillus. 
ref|NR_029070.1| Shewanella gaetbuli 
9 Shewanella gaetbuli Bacteria; 
eae; Shewanella. 
ref|NR_029041.1| Weissella koreensis 


7 Weissella koreensis Bacteria; 


ref |NR_029039.1| Lactobacillus 

475117 476512 Lactobacillus 
e; Lactobacillus. 
ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 
ref|NR_029022.1| Bacillus indicus 


1 Bacillus indicus Bacteria; 


ref|NR_029002.1| Bacillus drentensis 
2 Bacillus drentensis Bacteria; 


ref/NR_028992.1 
ce 546976 548458 
teromonadales; P 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


ref 


NR_028969.1| Caldithrix abyssi 


581868 583371 Caldithrix abyssi Bacteria; 


243084 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


243084 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


243084 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


243084 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


243084 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


243084 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


243084 Bacteria_16S 


strain SCII24 16S 
Proteobacteria; A 


243084 Bacteria_16S 


grignonense strai 
grignonense Bacte 


243084 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


243084 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


243084 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


243084 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


243084 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


243084 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


243084 Bacteria_16S 


silvestris strain 
silvestris Bacter 


243084 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


243084 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


243084 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


243084 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


243084 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


586047 585984 
16S ribosomal RNA, 
lales; Bacillaceae; 
607121 607058 31 91 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
610193 610130 31 91 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 
616412 616349 28 88 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
645389 645326 28 88 gi 
al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
661849 661786 31 91 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
678652 678628 28 52 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
680096 680072 28 52 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
693731 693707 28 52 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
698241 698217 28 52 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
701197 701134 31 91 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
702684 702621 31 91 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
704156 704093 28 88 gi 


31 91 gi 
partial sequence 
Bacillus. 


gi 


265678662 
58488 


265678647 
nce 60592 
cillus. 

265678645 
1 sequence 
ccaceae; P 
265678641 


615203 61674 


onaceae; V 
265678621 


644174 645732 Vibri 


265678608 
tial seque 
icoccus. 

265678597 


677507 67890 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678587 


692571 69404 


nctomyceta 
265678584 
nce 69711 
terales; C 
265678582 


699985 70142 
Paenibacillus. 


265678581 


701473 70290 
Paenibacillus. 


265678580 


ref |NR_028967.1 
8 586308 Bacill 


ref |NR_028952.1 
0 607435 Oceano 


ref|NR_028950.1 

609006 610485 
lanomicrobium. 
ref|NR_028946.1 


Bacillus barbaricus 
us barbaricus Bacteria; 


Oceanobacillus 


bacillus picturae 


Planomicrobium 
Planomicrobium 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


ibri 
ref 
o le 


oO. 
NR_028926.1 
ntus Bacteri 


ref 
nce 


NR_028913.1 
660668 


ref|NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref|NR_028901.1 
678955 680426 
iales; Brucellac 
ref|NR_028892.1 


eae; 


Vibrio lentus strain 
a; 


Proteobacteria; 


Jeotgalicoccus 


662086 Jeotgalicoccus 


Ochrobactrum tritici 
tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 
Ochrobactrum. 
Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


ceae; Isosphaer 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_028887.1 


2 Paenibacillus 


ref|NR_028886.1 
9 Paenibacillus 


ref|NR_028885.1 


a. 


Brevundimonas 


dimonas aurantiaca 


Brevundimonas. 


Paenibacillus odorifer 


odorifer Bacteria; 


Paenibacillus graminis 


graminis Bacteria; 


Lamprocystis purpurea 


6S ribosomal RNA, partial sequence 702960 70436 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


709887 709824 28 88 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
711445 711382 28 88 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
719243 719180 31 91 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
720761 720737 28 52 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


731499 731436 31 91 gi 
HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
733067 733004 28 88 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
762467 762404 31 91 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
773241 773178 31 91 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
779491 779467 28 52 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
791740 791677 28 88 gi 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
793274 793219 28 80 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 


265678576 
70866 
onaceae; 

265678575 
71023 


Moritellace 


265678569 
ence 71801 
illus. 

265678568 
1 sequence 
eria; Caul 


265678561 
uence 

ceae; Soli 
265678560 


731878 733268 Thioc 


apsa. 
265678538 
quence 
illaceae; 
265678531 
quence 
nobacteria 
265678526 
ce 77827 
acterales; 
265678518 


complete sequence 790537 79204 


sychromona 


5 Lamprocystis 
Lamprocystis. 


ref 
8 7 


Aliiv 


ref 
9 7 
ae; 
ref 
9 7 


ref 
7 


obac 


ref 
7 


baci 


ref 


apsa 


ref 
7 


Paen 


ref 
7 


ceae 


ref 
2:, 2 


Des 


ref 
3 P 


dace 


265678517 


eta. 


ref 


10188 Aliiv 
ibrio. 


11741 Morit 
Moritella. 


19581 Virgi 


19632 72103 
terales; Ca 


30321 73182 
llus. 

rosea Bact 
61257 76278 
ibacillus. 


72034 77357 
; Atopostip 


79794 Desul 
ulfobactera 


sychromonas 
ae; Psychro 


purpurea Bacteria; 


NR_028881.1 


NR_028880.1 


NR_028873.1 


NR_028872.1 


NR_028865.1 


NR_028864.1 


NR_028842.1 


NR_028835.1 


NR_028830.1 


NR_028821.1 


NR_028820.1 
792094 793560 Spirochaeta americana Bacteria; 


i 


e 


b 


6 
u 


7 


e 


8 


9 


e 


£ 


Cc 


m 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


Virgibacillus 
acillus marismortui 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Solibacillus 
Solibacillus 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Paenibacillus 
Paenibacillus 


Atopostipes 

Atopostipes 
Ss. 
Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 

Psychromonas arctica 


arctica Bacteria; 


ionas. 


Spirochaeta americana 


243084 Bacteria_16S 


strain CCBAU 7190 


243084 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


243084 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


243084 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


243084 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


243084 Bacteria_16S 


salivarius strain 
salivarius Bacter 


ia; 


243084 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


243084 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


243084 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


243084 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


243084 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


243084 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


243084 Bacteria_16S 


succinus subsp. s 


243084 Bacteria_16S 


strain SH22623 16 


243084 Bacteria_16S 


quisquiliarum str 


quisquiliarum Bacteria; 


243084 Bacteria_16S 


ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 
Bacillales; 


ryukyuensis Bacte 


ria; 


243084 Bacteria_16S 


rhenobacensis str 


Rhodopseudomonas. 


243084 Bacteria_16S 


yabuuchiae strain 
Bacteria; 


243084 Bacteria_16S 


strain W1-2B 16S 


243084 Bacteria_16S 


strain DAPP-PG 22 


243084 Bacteria_16S 


strain NAF0O01 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 


eria; 


is Bacteria; 


Bacteria; 
acter. 


794718 794694 28 


810141 810078 28 


854041 854017 28 


Proteobacteria; 


922900 922876 28 


924471 924447 28 


926013 925989 28 


933655 933592 31 


HO 66 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
935250 935226 28 


938273 938210 28 


966148 966085 28 


995352 995289 31 
Firmicutes; 


1010521 1010462 28 


1012068 1012009 28 


1019597 1019534 31 


1025770 1025746 28 


1047245 1047182 31 


Firmicutes; 
1056248 1056185 31 


Firmicutes; 
1057751 1057727 28 


1068352 1068328 28 


1069851 1069827 28 


1078655 1078631 28 


1081665 1081602 31 


Bacillaceae; 


Proteobacteria; 


52 


B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


88 


O-BC30 16S ribosomal RNA, partial sequence 80896 
acteria; Gammaproteobacteria; Alteromonadales; 


52 


in Mb1Pa 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


52 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


52 


ASv26 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


52 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


91 


complete sequence 


52 


JS5 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Bdellovibrionales; 


88 


KMM 162 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


88 


is strain DV 16S ribosomal RNA, partial sequence 
Gammaproteobacteria 


91 


strain glu 65 16S ribosomal RNA, partial sequenc 
Clostridia; 


84 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellac 


84 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellac 


91 


uccinus strain AMG-D1 16S ribosomal RNA, 


Staphylococcus succinus subsp. succinus Bacteria; 


52 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


91 


ain BLx 16S ribosomal RNA, partial sequence 
Bacillales; 


91 


B 
52 


52 


Al-18 16S ribosomal RNA, partial sequence 10672 
Proteobacteria; Alphaproteobacteria; 


52 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


52 


4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


91 


Bacillus. 


265678516 
79361 


gi 


gi| 265678506 


gi| 265678477 


Desul 
gi| 265678430 
921679 92319 


Desulfoba 
265678429 
92324 


gi 


gi|265678428 
924822 92631 
Desulfoba 
gi|265678423 
Lactobacillacea 

gi|265678422 
93405 


gi|265678420 


Alteromo 
gi|265678401 
gi| 265678381 


Clostridiales; 


gi| 265678371 
1009316 10108 


gi| 265678370 
1010904 10123 


265678365 
complet 


gi 


gi| 265678361 
1024681 10260 
gi| 265678347 
Bacillaceae; Cera 

gi| 265678340 


acillaceae; 
gi| 265678339 


gi| 265678332 
Sphingomonadales; 

gi| 265678331 
1068707 10701 


gi|265678324 


Firmicutes; 


Paraliobacillus. 


Rhizobiales; 


ref|NR_028819.1| Rhizobium loessense 
1 794989 Rhizobium loessense Bacteria; 


Rhizobium/Agrobacterium group; Rhizobium. 


ref|NR_028809.1| Pseudoalteromonas 
8 810417 Pseudoalteromonas phenolica 


Pseudoalteromonadaceae; 


ref|NR_028780.1 
852834 854357 
fobacterales; 


Desulforegula 
Desulforegula 
Desulfobacteraceae; 
ref |NR_028732.1| Desulfofrigus fragile 
8 Desulfofrigus fragile Bacteria; 
cteraceae; Desulfofrigus. 
ref|NR_028731.1| Desulfofrigus 

9 924771 Desulfofrigus oceanense 
Desulfobacteraceae; Desulfofrigus. 
ref|NR_028730.1| Desulfofaba gelida 

0 Desulfofaba gelida Bacteria; 


cteraceae; Desulfofaba. 
ref|NR_028725.1| Lactobacillus 
932436 934005 Lactobacillus 
e; Lactobacillus. 
ref|NR_028724.1| Bacteriovorax 


6 935530 Bacteriovorax litoralis 
Bacteriovoracaceae; Bacteriovorax. 
ref|NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 
nadales; Pseudoalteromonadaceae; 


ref|NR_028703.1| Salinivibrio costicola 
964933 966480 Salinivibrio costicola 
; Vibrionales; Vibrionaceae; 


ref|NR_028683.1| Acidaminobacter 
e 994185 995652 Acidaminobacter 
Clostridiales Family XII. Incertae 
ref|NR_028673.1| Shewanella algae 


53 Shewanella algae Bacteria; 
eae; Shewanella. 
ref|NR_028672.1| Shewanella amazonensis 
50 Shewanella amazonensis Bacteria; 


eae; Shewanella. 

ref|NR_028667.1| Staphylococcus 

e sequence 1018386 1019933 
Bacillales; Staphylococcus. 


ref |NR_028663.1| Rhizobium yanglingense 
37 Rhizobium yanglingense Bacteria; 


Rhizobium/Agrobacterium group; Rhizobium. 


ref|NR_028649.1| Cerasibacillus 
1046039 1047522 Cerasibacillus 
sibacillus. 
ref|NR_028642.1| Paraliobacillus 
1055053 1056552 Paraliobacillus 
ref 


NR_028641.1| Rhodopseudomonas 


ain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Bradyrhizobiaceae; 


ref |NR_028634.1| Sphingomonas 

03 1068656 Sphingomonas yabuuchiae 
Sphingomonadaceae; Sphingomonas. 
ref|NR_028633.1| Brevundimonas nasdae 
33 Brevundimonas nasdae Bacteria; 
Brevundimonas. 


ref|NR_028626.1| Sphingomonas melonis 


1077529 1078967 Sphingomonas melonis Bacteria; 
Sphingomonadaceae; 


Sphingomonas. 


gi| 265678322 
1080469 10819 


ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


243084 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


243084 Bacteria_16S 


strain Y 16S ribo 
Alphaproteobacter 


243084 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


243084 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; 


strain YB1 16S ri 
Proteobacteria; 


243084 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; 


strain MBIC3157 1 
Proteobacteria; 


243084 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


243084 Bacteria_16S 


temperatum strain 
temperatum Bacter 


243084 Bacteria_16S 


strain A431 16S r 
Proteobacteria; 


243084 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


Gammaproteobacteria; Alteromonadales; 
243084 Bacteria_16S 


ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 


1111976 1111913 28 88 gi 


1136126 1136063 28 88 
bosomal RNA, partial sequence 


gi 


1152821 1152762 28 84 
ribosomal RNA, partial sequence 


gi 


1154238 1154175 28 88 


gi 


1155797 1155734 31 91 


gi 


tes; Bacillales; Bacillaceae; 


1243575 1243551 28 52 gi 
ia; Proteobacteria; Alphaproteobacteria; 
1258567 1258504 28 88 gi 
ibosomal RNA, partial sequence 


1278027 1277964 28 88 


gi 


ria; Proteobacteria; 


1083192 1083129 31 91 gi|265678321|ref|NR_028623.1 
6S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

1084632 1084608 28 52 gi|265678320|ref|NR_028622.1 
somal RNA, partial sequence 1083512 1084952 Sphingobium amiense B 
ia; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

1092387 1092324 31 91 gi|265678315|ref|NR_028617.1 


1091188 10926 
Lactobacillus. 

265678301 
6S ribosomal RNA, partial sequence 111077111122 
Gammaproteobacteria; Alteromonadales; 
243084 Bacteria_16S 


Rhizobiales; 
219856813 
1257400 12588 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
219846127 
n JC2041 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Alteromonadales; 


88 Lactobacillus 


ref |NR_028602.1 
Moritella. 


ref|NR_028014.1 


ref|NR_028003.1 
67 Psychromonas 


ref|NR_028002.1 


ref|NR_028001.1 


ref|NR_025253.1 
1242462 124386 
Phyllobact 


ref|NR_024632.1 


ref|NR_025717.1 
1276861 127826 
Colwe 


243084 Bacteria_16S 1294671 1294608 31 91 gi| 228715348 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
243084 Bacteria_16S 1297580 1297517 31 91 gi| 219857534 


strain 2DT 16S ri 
Firmicutes; 


Bacillales; 


Bacillaceae; 


bosomal RNA, partial sequence 
Bacillus. 


1296399 12978 


ref 


1293463 129495 


ref 


NR_027520.1 


NR_025122.1 


Lactobacillus equi 
equi Bacteria; 


Sphingobium amiense 
acteria; Proteobacteria; 


Lactobacillus algidus 
algidus Bacteria; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 
Moritellaceae; 
253680766 
1134932 11363 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
253680755 
1151622 11530 
Psychromonadaceae; 
253680754 
6S ribosomal RNA, partial sequence 1153118 11545 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
253680753 
16S ribosomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 

219878114 
SDW 018 16S ribosomal RNA, partial sequence 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
Vibrio. 


Psychromonas kaikoae 


kaikoae Bacteria; 
Psychromonas. 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 
Photobacterium. 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 
Vibrio. 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


243084 Bacteria_16S 1315853 1315790 31 91 gi|228716557|ref|NR_027552.1 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 131617 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 1355698 1355635 28 88 gi|228720264|ref|NR_027590.1 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 135446 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrion 
Salinivibrio. 

243084 Bacteria_16S 1382764 1382701 28 88 gi|228717104|ref|NR_027560.1 


strain 08145 16S 
Proteobacteria; 


243084 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


243084 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
243084 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


243084 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


243084 Bacteria_16S 


strain S-3 16S ri 


Proteobacteria; Alphaproteobacteria; 
243084 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


243084 Bacteria_16S 


ribosomal RNA, partial sequence 


1390314 1390290 28 52 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; 


1400729 1400705 28 
RNA, partial sequence 


52 gi 


1408160 1408136 28 52 gi 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 
1435768 1435705 31 


91 gi 


acteria; Gammaproteobacteria; Alteromonadales; 


1381574 13830 
Gammaproteobacteria; Alteromonadales; Idiomarinac 
228716586 
sequence 

Deltaproteobacteria; Bdellovibriona 


228715353 
1399580 1401060 Sphin 


Sphingomonadales; Sphingomon 
1403723 1403660 28 88 gi| 219857444 
16S ribosomal RNA, partial sequence 14026 


P 


219846657 
strain ATCC 33790 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; S 


1414221 1414197 28 52 gi| 224581449 
bosomal RNA, partial sequence 1413085 14145 
Sphingomonadales; Sphingomon 

1434241 1434178 31 91 gi| 224581433 


1433051 14345 


224581431 


eae; Idiomarina. 
ref|NR_027553.1 
1389197 139049 


ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref |NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


ref |NR_026249.1 
140703 
phingomonadales; 
ref |NR_027233.1 
adaceae; Sphingo 
ref|NR_027215.1 


ref |NR_027213.1 


Bacillus subtilis 
3 Bacillus subtilis 


Salinivibrio costicola 
9 1355953 Salinivibrio 


ales; Vibrionaceae; 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Sphingobium 
2 1408473 Sphingobium 


Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Paenibacillus 


antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 


Bacteria; Firmicu 


tes; Bacillales; Paenibacillaceae; 


Paenibacillus. 


243084 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


243084 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


243084 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


243084 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


243084 Bacteria_16S 


strain SO2 16S ri 
Proteobacteria; A 


243084 Bacteria_16S 


strain SA35 16S r 
Proteobacteria; A 


243084 Bacteria_16S 


strain USDA 9030 
Proteobacteria; A 


243084 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


243084 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


243084 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


243084 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; G 


243084 Bacteria_16S 


strain KMM 227 16 
Proteobacteria; G 


243084 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


243084 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


243084 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


243084 Bacteria_16S 


strain CM243 16S 
Proteobacteria; A 


243084 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


243084 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


243084 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


243084 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


243084 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


1441980 1441917 31 91 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1478189 1478126 31 91 gi 
bacillales; Lactobacillaceae; Lactobac 
1479762 1479699 31 91 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1485849 1485825 28 52 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1487362 1487338 28 52 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1493415 1493391 28 52 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1503827 1503803 28 52 gi 


gi 


lphaproteobacteria; Rhizobiales; Rhizo 
1509888 1509825 31 91 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1515806 1515782 28 52 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


1517356 1517332 28 52 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


1546333 1546270 28 88 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1547848 1547785 28 88 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1580750 1580726 28 52 gi 
CFNEI 156 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 
1583809 1583746 31 


gi 


91 gi 


Viridibacillus. 
91 gi 


Planococcaceae; 
1585364 1585301 31 


lales; 


Viridibacillus. 
91 gi 


Planococcaceae; 
1586919 1586856 31 
osomal RNA, partial sequence 
laceae; Bacillus. 

1615948 1615924 28 52 

ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1631073 1631010 31 91 gi 


lales; 


gi 


16S ribosomal RNA, par 
lales; Bacillaceae; Bacillus. 
1635737 1635674 31 91 gi 
n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1637199 1637136 31 91 gi 
omal RNA, partial sequence 
laceae; Bacillus. 
1638690 1638627 31 
omal RNA, partial sequence 
laceae; Bacillus. 

1653912 1653849 28 88 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


91 gi 


gi 


243084 Bacteria_16S 


strain R-10289 16 


6S ribosomal RNA, partial sequence 1476987 14785 


1486230 14876 


1492298 14937 


16S ribosomal RNA, partial sequence 1502684 15041 


1545151 15466 


1546665 15481 


16S ribosomal RNA, partial sequence 1582619 15841 


16S ribosomal RNA, partial sequence 1584175 15856 


1585730 15872 


1614821 16162 


tial sequence 1629885 16313 


1636012 1637452 Bacil 


1637503 1638932 Bacil 


1652728 16542 


224581427 
ence 14407 
llus. 

219878440 


illus. 
219878381 
ete sequen 
ococcus. 
219857250 
quence 
ria; Rhizo 


219857235 


biaceae; R 
219846714 


obacterace 
219846475 


biaceae; R 
219846290 
A, partial 
acillales; 
219878113 
1 sequence 
teria; Rhi 


219873435 
sequence 
cteria; De 


219857261 


diomarinac 
219857260 


diomarinac 
219878491 
sequence 

a; Rhizobi 


219878489 


219878488 


219878487 


219878466 


aulobacter 


219878456 


219878453 
ce 16345 
coccus. 

219878452 


219878451 


219878439 


anthomonad 


1655459 1655396 28 88 gi 
S ribosomal RNA, partial sequence 


ref |NR_027209.1 
88 1442278 Filoba 


ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025520.1 
ce 1478573 148010 


ref|NR_024880.1 

1484704 148617 
biales; Phylloba 
ref |NR_024863.1 
hizobium/Agrobac 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref |NR_026067.1 


hizo 
ref 
seq 


bium/Agrobac 
NR_025880.1 
uence 150868 
Lactobacillacea 
ref|NR_025252.1 

1514694 151610 
zobiales; Phyllo 


ref|NR_025194.1 
1516159 151759 
sulfobacterales; 


ref|NR_024892.1 


Idiomarina. 
NR_024891.1 


eae; 
ref 


eae; Idiomarina 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


’ 


ref |NR_025628.1 


ref |NR_025627.1 


ref |NR_025626.1 
33 Bacillus humi 
ref 


NR_025605.1 


e; Woodshole 
NR_025595.1 


acea 
ref 


ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 
ref|NR_025578.1 


aceae; Thermomon 


219878438 


24 Viridibacillus 


79 Viridibacillus 


Filobacillus 
cillus milosensis 


Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Mesorhizobium 
9 Mesorhizobium 


cteriaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Xanthobacter agilis 


agilis Bacteria; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Lactobacillus 

4 1510205 Lactobacillus 

e; Lactobacillus. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Desulfotignum 
6 Desulfotignum 


Desulfobacteraceae; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Sinorhizobium 
0 Sinorhizobium 
ae; 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 


ref|NR_025577.1 


Thermomonas fusca 


1654275 1655771 Thermomonas fusca Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 


243084 Bacteria_ 


gallinifaecis str 
gallinifaecis Bac 


243084 Bacteria_ 


CAIM 629 16S ribo 
Gammaproteobacter 


243084 Bacteria_ 
strain 75-80 16S 


16S 1656968 1656944 28 52 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
16S 1658518 1658455 28 88 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 1660072 1660009 28 88 gi 
ribosomal RNA, partial sequence 


219878437 
sequence 

eria; 

219878436 


somal RNA, partial sequence 1657325 1658829 Vibri 


219878435 


1658880 16603 


Rhiz 


ref|NR_025576.1 
1655822 16572 
obiales; Brucel 
ref|NR_025575.1 
o fortis Bacter 


ref|NR_025574.1 


7 
I 


i 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

243084 Bacteria_16S 1690482 1690419 31 91 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

243084 Bacteria_16S 1699789 1699726 28 88 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243084 Bacteria_16S 1702913 1702850 31 91 gi| 219878406 |ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

243084 Bacteria_16S 1753089 1753026 31 91 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


strain LMG 18422 
Firmicutes; 


Bacil 


lales; Bacillaceae; Bacillus. 


16S ribosomal RNA, partial sequence 1751903 17534 


04 Bacillus luciferensis Bacteria; 


243084 Bacteria_16S 1754641 1754578 28 88 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

243084 Bacteria_16S 1757772 1757713 28 84 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

243084 Bacteria_16S 1777223 1777160 28 88 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243084 Bacteria_16S 1780294 1780231 31 91 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243084 Bacteria_16S 1790772 1790709 31 91 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

243084 Bacteria_16S 1792331 1792268 28 88 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243084 Bacteria_16S 1793805 1793742 28 88 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243084 Bacteria_16S 1795360 1795297 28 88 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243084 Bacteria_16S 1796844 1796781 28 88 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243084 Bacteria_16S 1798399 1798336 28 88 gi|219878337|ref|NR_025476.1| Vibrio neptunius 
strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243084 Bacteria_16S 1801410 1801347 31 91 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243084 Bacteria_16S 1802976 1802913 31 91 gi|219878334|ref|NR_025473.1]| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 1804543 1804480 31 91 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

243084 Bacteria_16S 1809170 1809107 31 91 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

243084 Bacteria_16S 1824512 1824449 31 91 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

243084 Bacteria_16S 1839714 1839651 31 91 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243084 Bacteria_16S 1841277 1841214 31 91 gi|219878308|ref|NR_025447.1| Lactobacillus 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


243084 Bacteria_16S 1842818 1842755 31 


strain DSM 497 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


243084 Bacteria_16S 1844381 1844318 31 


strain M577-94 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Carnobacteriaceae; 


243084 Bacteria_16S 1845875 1845851 28 


strain VC 5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


243084 Bacteria_16S 1850483 1850420 28 


haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 


Isobaculum 


gi|219878307 
1841624 18431 


gi| 219878306 
1843183 18446 


gi| 219878305 
1844748 18461 


gi|219878302 


yphomonadaceae; Maricaulis. 


ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


ref|NR_025444.1| Maricaulis virginensis 
67 Maricaulis virginensis Bacteria; 


ref|NR_025441.1] Thermomonas 
1849299 1850798 Thermomonas 


haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Thermomonas. 


243084 Bacteria_16S 1857854 1857791 31 


strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 18581 
Firmicutes; Lactobacillales; Carnobacteriaceae; 


243084 Bacteria_16S 1868621 1868597 28 


asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rh 


Chelatococcus. 


243084 Bacteria_16S 1890128 1890104 28 


chacoense strain PR5 16S ribosomal RNA, partial sequence 18889 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


243084 Bacteria_16S 1929462 1929399 28 


strain 2674 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 
gi|219878241 


243084 Bacteria_16S 1930998 1930935 28 


strain 2693 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 
gi| 219878234 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 19418 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


243084 Bacteria_16S 1941488 1941425 31 


243084 Bacteria_16S 1946197 1946134 31 


243084 Bacteria_16S 1956699 1956675 28 


strain EDIV 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
gi| 219878221 
strain m2661/98/1 16S ribosomal RNA, partial sequence 19601 
Firmicutes; Lactobacillales; Enterococcaceae; 


243084 Bacteria_16S 1961361 1961298 31 


243084 Bacteria_16S 1974839 1974776 31 


strain 581 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Planococcaceae; 
243084 Bacteria_16S 1976420 1976396 28 


243084 Bacteria_16S 1984230 1984206 28 


Chondromyces. 


243084 Bacteria_16S 1985814 1985790 28 


Trichococcus. 


gi| 219878231 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 19464 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
gi| 219878224 


Vagococcus. 
gi| 219878212 


Marinibacillus. 
gi|219878211 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 19752 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
gi| 219878206 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 

lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxoco 


gi| 219878205 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 


gi|219878296 


gi|219878289 


gi|219878272 


gi| 219878242 
1928261 19297 


1929813 19313 


1955571 19570 


1973642 19751 


ref|NR_025435.1| Trichococcus palustris 
69 Trichococcus palustris Bacteria; 


ref|NR_025428.1] Chelatococcus 
1867493 1868858 Chelatococcus 
izobiales; Beijerinckiaceae; 


ref|NR_025411.1| Mesorhizobium 

88 1890453 Mesorhizobium chacoense 
obacteriaceae; Mesorhizobium. 
ref|NR_025381.1| Moritella profunda 
62 Moritella profunda Bacteria; 

ae; Moritella. 
ref|NR_025380.1| Moritella abyssi 
09 Moritella abyssi Bacteria; 

ae; Moritella. 
ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


ref |NR_025363.1| Sphingomonas pituitosa 
16 Sphingomonas pituitosa Bacteria; 
adaceae; Sphingomonas. 

ref|NR_025360.1| Vagococcus fessus 

67 1961603 Vagococcus fessus Bacteria; 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref|NR_025350.1] Desulfobacula 

15 1976722 Desulfobacula phenolica 

Desulfobacteraceae; Desulfobacula. 

ref|NR_025345.1] Chondromyces 
1983024 1984558 Chondromyces 

ccales; Sorangiineae; Polyangiaceae; 


ref|NR_025344.1] Chondromyces 
1984609 1986142 Chondromyces 


apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 


Chondromyces. 
243084 Bacteria_16S 2016501 2016477 28 


243084 Bacteria_16S 2017994 2017970 28 
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243084 Bacteria_16S 2062214 2062151 28 88 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
243084 Bacteria_16S 2075891 2075867 28 52 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

243084 Bacteria_16S 2085144 2085120 28 52 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

243084 Bacteria_16S 2094243 2094180 28 88 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

243084 Bacteria_16S 2095785 2095722 31 91 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 2098779 2098755 28 52 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

243084 Bacteria_16S 2104981 2104918 31 91 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

243084 Bacteria_16S 2115530 2115467 31 91 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

243084 Bacteria_16S 2120136 2120073 31 91 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

243084 Bacteria_16S 2170017 2169954 31 91 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

243084 Bacteria_16S 2189740 2189681 28 84 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

243084 Bacteria_16S 2192793 2192730 31 91 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
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243084 Bacteria_16S 2299147 2299084 28 88 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

243084 Bacteria_16S 2317337 2317274 31 91 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243084 Bacteria_16S 2382384 2382321 31 91 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 2396055 2396031 28 52 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

243084 Bacteria_16S 2399057 2398994 31 91 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

243084 Bacteria_16S 2432580 2432517 31 91 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243084 Bacteria_16S 2444778 2444715 31 91 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

243084 Bacteria_16S 2447830 2447767 28 88 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

243084 Bacteria_16S 2449361 2449298 31 91 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

243084 Bacteria_16S 2459882 2459858 28 52 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

243084 Bacteria_16S 2461374 2461350 28 52 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

243084 Bacteria_16S 2508186 2508123 31 91 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

243084 Bacteria_16S 2533975 2533951 28 52 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

243084 Bacteria_16S 2551578 2551515 31 91 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 2589996 2589933 31 91 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

243084 Bacteria_16S 2622383 2622320 31 91 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

243084 Bacteria_16S 2623876 2623852 28 52 gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

243084 Bacteria_16S 2628533 2628470 31 91 gi| 219857246 |ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

243084 Bacteria_16S 2634549 2634486 31 91 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

243084 Bacteria_16S 2642239 2642215 28 §2 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

243084 Bacteria_16S 2643815 2643752 31 91 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243084 Bacteria_16S 2679902 2679839 31 91 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

243084 Bacteria_16S 2699242 2699179 31 91 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 2714223 2714199 28 52 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 


Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 


243084 Bacteria_16S 2717288 2717225 28 88 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

243084 Bacteria_16S 2726456 2726393 31 91 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 2731052 2731028 28 52 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

243084 Bacteria_16S 2732576 2732513 31 91 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

243084 Bacteria_16S 2734076 2734017 28 84 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

243084 Bacteria_16S 2735566 2735507 28 84 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
243084 Bacteria_16S 2737056 2736997 28 84 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

243084 Bacteria_16S 2769709 2769646 31 91 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 2778927 2778864 31 91 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
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243084 Bacteria_16S 2908403 2908340 31 91 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

243084 Bacteria_16S 2917664 2917601 31 91 gi|219856845|ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 
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243084 Bacteria_16S 


strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 


243084 Bacteria_16S 


3073660 3073597 28 88 


Gammaproteobacteria; Oceanospirillales; 


3076614 3076590 28 52 


3102220 3102157 31 91 


ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 


3112699 3112675 28 52 


11383 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


3132226 3132202 28 52 


3209696 3209672 28 52 


Sphingomon 
3211188 3211164 28 52 


Sphingomon 
3227860 3227797 28 88 


CECT 4600 16S ribosomal RNA, partial sequence 


Proteobacteria; 
243084 Bacteria_16S 
glycolicus strain 


Desulfofustis. 
243084 Bacteria_16S 
strain TagT2C 16S 


243084 Bacteria_16S 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 


243084 Bacteria_16S 
strain LLAP12 16S 
Bacteria; 
243084 Bacteria_16S 


strain DSM 5351 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
243084 Bacteria_16S 


autotrophicus strain 7c 16S ribosomal RNA, partial sequence 33071 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
243084 Bacteria_16S 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


3238586 3238520 26 91 


PerGlyS 16S ribosomal RNA, complete sequence 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


3240085 3240061 28 52 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


3262544 3262520 28 52 


Sphingomon 
3267114 3267059 28 80 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


3303666 3303603 31 91 
complete seq 
Salinicoccus. 


3308274 3308250 28 52 


3309736 3309712 28 52 


strain 301 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


243084 Bacteria_16S 


3312684 3312660 28 52 


strain BN6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


243084 Bacteria_16S 
strain Z-7491 16S 
Spirochaetes; 
243084 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
243084 Bacteria_16S 
strain DSM 20748 
Firmicutes; 
243084 Bacteria_16S 
rubra strain ATCC 
Bacteria; 
Pseudoalteromonas. 
243084 Bacteria_16S 


Sphingomon 
3317284 3317229 28 80 


ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetaceae; 
3361579 3361516 31 91 


DSM 20408 16S ribosomal RNA, partial 
Firmicutes; 


Bacillales; 
3363146 3363083 31 


Ba 
91 


16S ribosomal RNA, partial sequence 3361953 33634 
Bacillales; 


Bacillaceae; Salimicrob 
3420590 3420527 28 88 


29570 16S ribosomal RNA, partial sequence 34194 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


3422068 3422005 28 88 


Clostridiaceae; 


gi| 219846934 
2983106 29845 


gi| 219846927 


gi|219846873 
3072467 30738 


gi|219846871 
3075492 30769 


gi|219846854 
3101054 31025 
Tindallia. 
219846847 
31115 


gi 


gi|219846834 
Rhizob 
gi|219846782 


adales; 
gi 


Sphingomon 
219846781 


adales; Sphingomon 
gi|219846769 
3226672 32281 


gi|219846762 


Desulfo 


gi| 219846761 
3238968 32403 
gi| 219846746 
adales; Sphingomon 
gi| 219846743 
3265947 32672 
Leg 

gi| 219846719 
uence 3302462 33040 

gi|219846716 
Xanth 
gi|219846715 
3308619 33100 


gi| 219846712 

3311548 33129 
adales; Sphingomon 
gi| 219846709 
3316113 33175 
Spirochaeta. 

gi| 219846676 
sequence 
cillaceae; Marinoc 

gi|219846675 


ium. 
gi|219846631 


P 


Rhizobiales; 


ref |NR_026526.1 


ref|NR_026519.1 
2993732 299516 
Rhizobiac 


ref |NR_026465.1 


ref 


NR_026463.1 


ref|NR_026446.1 


ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


Ww 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; 
ref |NR_026361.1 


ref|NR_026354.1 
3237371 323891 
bacterales; Desu 


ref|NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref|NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026335.1 


ionellaceae; Leg 
ref |NR_026311.1 
04 Salinicoccus 


ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacter 
ref |NR_026304.1 


adaceae; Sphingo 
ref |NR_026301.1 


ref |NR_026268.1 
3360383 336190 
occus. 
ref |NR_026267.1 
41 Salimicrobium 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


gi| 219846630 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Agrobacterium 
8 Agrobacterium 
eae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 
Balneatrix. 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Mesorhizobium 

6 Mesorhizobium 

teriaceae; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 
Sphingomonas. 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 
Vibrio 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Salinicoccus roseus 


roseus Bacteria; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


ref|NR_026222.1 


Pseudoalteromonas 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 


nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 

243084 Bacteria_16S 
luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas. 


teria; 


3423552 3423489 28 


Proteobacteria; 


88 


gi 


ain NCIMB 1893 16S ribosomal RNA, part 
Gammaproteobact 


243084 Bacteria_16S 
carrageenovora st 

Pseudoalteromonas ca 
Pseudoalteromonad 
243084 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria 
Pseudoalteromonas. 
243084 Bacteria_16S 


atlantica strain 


atlantica Bacteri 


Pseudoalteromonas 


243084 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; 


pseudalcaliphilus 
pseudalcaliphilus 


243084 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain Milford 74 
Proteobacteria; 


strain ATCC 15338 
Proteobacteria; 


strain 717 16S ri 
Proteobacteria; 


nigripulchritudo 
nigripulchritudo 


243084 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


243084 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


243084 Bacteria_16S 


strain NS 16S rib 
Proteobacteria; G 


243084 Bacteria_16S 


strain ATCC 35912 
Bacteria; Proteob 


243084 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain LMG 7837 1 


Sinorhizobium. 


243084 Bacteria_16S 


G 
243084 Bacteria_16S 


G 
243084 Bacteria_16S 


G 
243084 Bacteria_16S 


G 
243084 Bacteria_16S 


3425035 3424972 28 88 gi 
rain ATCC 12662 16S ribosomal RNA, par 


aceae; Pseudoalteromonas. 


3426513 3426450 28 88 


gi 


; Proteobacteria; Gammaproteobacteria; 


3427994 3427931 28 88 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


3429474 3429415 28 84 gi 

16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
3535205 3535142 31 91 


Ss 
gi 


DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3536772 3536709 31 91 gi 


6S ribosomal RNA, part 
lales; Bacillaceae; Bacillus. 
3538328 3538265 31 91 
6S ribosomal RNA, part 
lales; Bacillaceae; Bacillus. 
3541471 3541408 31 91 
6S ribosomal RNA, comp 
lales; Bacillaceae; Bacillus. 
3543026 3542963 31 91 
6S ribosomal RNA, part 
lales; Bacillaceae; Bacillus. 
3544582 3544519 31 91 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

3558516 3558453 28 88 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3559996 3559933 28 88 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3561511 3561448 28 88 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3563031 3562968 28 88 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteob 
3564517 3564454 28 88 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3565997 3565934 28 88 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3567503 3567440 28 88 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3569008 3568945 28 88 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3578023 3577999 28 52 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3604122 3604098 28 52 gi 


gi 


gi 


gi 


gi 


ial sequence 3535585 35370 


ial sequence 3537139 35386 


lete sequence 3540266 35417 


ial sequence 3541838 35433 


complete sequence 3543393 35448 


3560299 35617 


3563299 3564734 Vibri 


3566301 35677 


6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


219846629 
ial sequen 
eria; Alte 


219846628 
tial seque 


219846627 
equence 
Alteromon 


219846626 
equence 

; Alteromo 
219846625 
34282 
hewanellac 
219846553 
equence 

illaceae; 
219846552 


219846551 


219846549 


219846548 


219846547 


219846537 
35572 
onaceae; V 
219846536 
35587 
onaceae; V 
219846535 


onaceae; V 
219846534 
sequence 

acteria; V 
219846533 


219846532 
35647 
onaceae; V 
219846531 


onaceae; V 
219846530 
35678 
les; Vibri 
219846524 
nce 35769 
les; Brady 
219846504 
bi 


aceae; S 


3610176 3610113 31 91 gi 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref 
nce 


NR_026220.1 
342386 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref 
53553 


NR_026144.1 
88 Bacillus 


ref |NR_026143.1 
44 Bacillus 


ref|NR_026141.1 
87 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


ibrio. 
ref|NR_026126.1 

3561815 356324 
ibrionales; Vibr 
ref|NR_026125.1 
o nereis Bacteri 


ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref|NR_026123.1 


ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio. 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


219846499 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 


1lteromonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 

8 Vibrio 

ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Blastobacter 

bacter capsulatus 
astobacter. 
Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


ref|NR_026091.1 


Planococcus kocurii 


strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 3610400 Planococcus kocurii Bacteria; 


Firmicutes; Bacil 


lales; Planococcaceae; Planococcus. 


243084 Bacteria_16S 3611658 3611595 31 91 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

243084 Bacteria_16S 3655543 3655519 28 52 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

243084 Bacteria_16S 3657023 3656999 28 52 gi|219846467|ref|NR_026059.1| Rhizobium giardinii 
strain H152 16S ribosomal RNA, partial sequence 3655877 3657353 Rhizobium giardinii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
243084 Bacteria_16S 3658607 3658548 28 84 gi| 219846466 |ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
243084 Bacteria_16S 3663224 3663161 28 88 gi|219846463|ref|NR_026055.1] Colwellia 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequence 3662041 3663526 Colwellia 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
243084 Bacteria_16S 3676947 3676892 26 79 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

243084 Bacteria_16S 3684447 3684423 28 52 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

243084 Bacteria_16S 3723676 3723613 31 91 gi|219846419|ref|NR_026010.1| Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 3750048 3749985 28 88 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
strain A089 16S ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243084 Bacteria_16S 3772658 3772634 28 52 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

243084 Bacteria_16S 3796785 3796722 28 88 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

243084 Bacteria_16S 3801279 3801255 28 52 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium ciceri Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

243084 Bacteria_16S 3811971 3811908 31 91 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

243084 Bacteria_16S 3894357 3894333 28 52 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

243084 Bacteria_16S 3897524 3897461 31 91 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

243084 Bacteria_16S 3899015 3898952 31 91 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

243084 Bacteria_16S 3905043 3904980 31 91 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243084 Bacteria_16S 3931037 3930974 31 91 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

243084 Bacteria_16S 3939708 3939684 67 91 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

243084 Bacteria_16S 3941210 3941186 28 52 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

243084 Bacteria_16S 3951490 3951431 28 84 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

243084 Bacteria_16S 3953048 3952985 28 88 gi| 219846257 |ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

243084 Bacteria_16S 3958947 3958884 31 91 gi|219846253|ref|NR_025843.1| Sporolactobacillus 


laevolacticus strain M-8 16S ribosomal RNA, 


laevolacticus Bacteria; Firmicutes; 


Bacillales; 


complete sequence 
Sporolactobacilla 


3957761 395924 
ceae; Sporolacto 


4 Sporolactobacillus 
bacillus. 


243084 Bacteria_16S 3960481 3960418 31 


91 


IAM 12464 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Bacillus. 
243084 Bacteria_16S 3967987 3967963 28 
strain NZP 2213 16S ribosomal RNA, 


243084 Bacteria_16S 
strain IAM 13153 


3976731 3976707 28 
16S ribosomal RNA, 


243084 Bacteria_16S 3980883 3980859 28 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


243084 Bacteria_16S 4000258 4000195 28 


52 


complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


52 


complete sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 


52 


88 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


243084 Bacteria_16S 4003229 4003166 28 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


Bacteria; 


243084 Bacteria_16S 4004777 4004714 31 


chungwhensis strain BH030062 16S ribosomal RNA, partial 
Bacillales; 


chungwhensis Bacteria; 
243084 Bacteria_16S 


Firmicutes; 
4010793 4010730 28 


88 


91 


88 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; 


243084 Bacteria_16S 4027403 4027379 28 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


alkenivorans Bacteria; 
Desulfatibacillum. 
243084 Bacteria_16S 
strain SW-120 16S 
Proteobacteria; 
243084 Bacteria_16S 
strain SW-117 16S 
Proteobacteria; 
243084 Bacteria_16S 


Proteobacteria; 


4028941 4028882 28 


4030491 4030432 28 


4041169 4041106 31 


R-7190 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 4042627 4042564 31 
strain R-6540 16S 
Firmicutes; Bacillales; 
243084 Bacteria_16S 


Bacillaceae; 
4044159 4044096 31 


stackebrandtii strain K22-03 16S ribosomal RNA, partial 
Bacillales; 


stackebrandtii Bacteria; 
243084 Bacteria_16S 


Firmicutes; 
4047196 4047133 28 


HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


243084 Bacteria_16S 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
243084 Bacteria_16S 
sanguinis strain 
sanguinis Bacteria; 
243084 Bacteria_16S 


4053127 4053064 28 


4083537 4083474 31 


Firmicutes; 
4095602 4095578 28 


Bacillales; 


Gammaproteobacteria; Alteromonadales; 


52 


84 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


84 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


91 
40 


91 


ribosomal RNA, partial sequence 
Bacillus. 


91 


88 
40 


88 


3562 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


91 


2301083 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


52 


strain P2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


243084 Bacteria_16S 4104421 4104358 28 


HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


243084 Bacteria_16S 4105974 4105911 31 


strain MB 1871 16 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243084 Bacteria_16S 4131775 4131712 31 91 gi| 219846126 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 41305 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 
243084 Bacteria_16S 4133347 4133284 31 91 gi|219846125 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 41336 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

243084 Bacteria_16S 4165852 4165828 28 52 gi| 219846104 


Deltaproteobacteria; Desulfobacterales; 


88 
41 


91 


S ribosomal RNA, partial sequence 


gi| 219846252 
3959295 39607 


gi| 219846247 


219846241 
39756 


gi 


gi| 219846238 


gi| 219846225 
3999120 40005 


219846223 
40020 
Vibri 
219846222 
sequence 
Bacillaceae; Ponti 

gi|219846216 

4009610 40110 
Idiomarinac 
219846205 


gi 


gi 


gi 
Desul 


gi|219846204 
4027757 40292 
Shewanellac 
gi|219846203 
4029306 40308 
Shewanellac 
gi|219846196 
39998 4041459 Bacil 


219846195 
429 


gi 
4041510 40 


219846191 
sequence 
Planococcaceae; 
gi|219846189 
45996 4047515 Vibri 


gi 


gi 


gi 
gi 
4094388 40 


gi 


03238 4104753 Vibrio gallicus Bacte 


gi|219846149 
4104804 41063 


Paenibacillus. 


ref |NR_025842.1 


ref |NR_025837.1 
15 Mesorhizobium 
eae; 


ref |NR_025831.1 


ref 


NR_025828.1 


ref|NR_025815.1 


77 Bacillus firmus Bacteria; 


Bacillus firmus strain 
Firmicutes; 


Mesorhizobium loti 
loti Bacteria; 


Mesorhizobium. 


Mycoplana bullata 


07 3977021 Mycoplana bullata Bacteria; 
Mycoplana. 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
Rhizobium/Agrobacterium group; Rhizobium. 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 
Silanimonas. 


ref|NR_025813.1| Photobacterium 
46 4003543 Photobacterium lipolyticum 
onaceae; Photobacterium. 
ref|NR_025812.1| Pontibacillus 

4003594 4005020 Pontibacillus 
bacillus. 
ref|NR_025806.1| Idiomarina ramblicola 
68 Idiomarina ramblicola Bacteria; 
eae; Idiomarina. 
ref|NR_025795.1| Desulfatibacillum 


4026183 40277 
fobacterales; 


0 


ref|NR_025794.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


Shewanella. 
NR_025786.1 


eae; 
ref 
lus 


ref|NR_025785.1 


ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025779.1 
Oo ezurae Bacteri 


ref|NR_025775.1 
28 4053458 Pseudo 


ref|NR_025754.1 
4082348 408382 


ref|NR_025746.1 


Desul 


ref|NR_025740.1 


ref|NR_025739.1 
11 Paenibacillus 


ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025715.1 
65 Halobacillus 


ref|NR_025694.1 


fordii Bacteria; 


6 Desulfatibacillum 


Desulfobacteraceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Bacillus fordii strain 
Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 


seudoalteromonadaceae; 


Paenibacillus 
2 Paenibacillus 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 
Desulfobacteraceae; 


fofaba. 
Vibrio gallicus strain 
ria; Proteobacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


Desulfatibacillum 


aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 


243084 Bacteria_16S 4179565 4179506 28 84 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

243084 Bacteria_16S 4187184 4187121 28 88 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243084 Bacteria_16S 4209794 4209731 31 91 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

243084 Bacteria_16S 4214393 4214330 28 88 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

243084 Bacteria_16S 4215948 4215885 28 88 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

243084 Bacteria_16S 37497 37474 28 51 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

243084 Bacteria_16S 192529 192494 54 88 gi|265678935|ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
243084 Bacteria_16S 259898 259875 28 51 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

243084 Bacteria_16S 351053 351030 28 51 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

243084 Bacteria_16S 352488 352422 28 91 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

243084 Bacteria_16S 358312 358289 28 51 gi|265678816|ref|NR_029121.1| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

243084 Bacteria_16S 365846 365823 28 Si gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

243084 Bacteria_16S 379407 379384 28 51 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

243084 Bacteria_16S 477705 477682 28 SL gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

243084 Bacteria_16S 504007 503984 28 51 gi|265678716|ref|NR_029021.1| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

243084 Bacteria_16S 508628 508574 40 91 gi|265678713|ref|NR_029018.1| Lactobacillus 
coryniformis subsp. torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 


Lactobacillus coryniformis subsp. torqu 


Lactobacillaceae; 


243084 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


243084 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


243084 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


243084 Bacteria_16S 833060 833033 64 91 gi| 265678491 
moraviensis strain 330 16S ribosomal RNA, partial sequence 83188 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococ 
243084 Bacteria_16S 848267 848244 28 51 gi| 265678481 


Lactobacillus. 


572601 572578 28 51 gi| 265678671 
rain Hel 10 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Alphaproteobacteria; Rho 

584554 584531 28 51 gi| 265678663 
in MBT-A4 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhodo 

770146 770088 28 83 gi| 265678533 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


ens Bacteria; 


768965 770424 Vibri 


kondratievae strain GB 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


Firmicutes; 


Lactobacillales; 


84713 


ref|NR_028976.1| Jannaschia 
571472 572837 Jannaschia 
dobacterales; Rhodobacteraceae; 
ref|NR_028968.1] Paracoccus 
583422 584837 Paracoccus 
bacterales; Rhodobacteraceae; 
ref|NR_028837.1| Vibrio ruber strain 
o ruber Bacteria; Proteobacteria; 
ref|NR_028794.1] Enterococcus 
6 833394 Enterococcus moraviensis 
cus. 
ref|NR_028784.1] Paracoccus 


2 848491 Paracoccus kondratievae 


243084 Bacteria_16S 


mexicanus strain 
Bacteria; 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


243084 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


243084 Bacteria_16S 


strain DSS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
243084 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


243084 Bacteria_16S 


strain 13.4 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
243084 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


243084 Bacteria_16S 


HEL-45 16S riboso 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
243084 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; 


entericus strain 
entericus Bacteri 


243084 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


243084 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


243084 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


243084 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


243084 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


243084 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


243084 Bacteria_16S 


strain LBB1 16S r 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


243084 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


243084 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


243084 Bacteria_16S 


straminisolvens s 
straminisolvens B 


243084 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


243084 Bacteria_16S 


Proteob 
243084 Bacteria_16S 


R 
243084 Bacteria_16S 


858735 858669 28 91 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
884376 884310 28 91 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


929038 929015 28 51 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930521 930498 28 51 gi 
ribosomal RNA, partial sequence 


936776 936710 28 

osomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
1246609 1246555 31 82 gi 
ibosomal RNA, partial sequence 


91 gi 


1341886 1341824 31 90 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1379815 1379792 28 51 gi 
mal RNA, partial sequence 


1705923 1705873 31 78 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
1765269 1765215 40 91 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1778735 1778681 40 91 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1828968 1828902 28 91 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
2109403 2109376 64 91 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

2153310 2153287 28 51 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


gi 


2159306 2159283 28 51 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


2336899 2336876 28 51 gi 
n ALG 1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
Tis 


2341410 2341387 28 5 
ibosomal RNA, partial sequence 


gi 


2397536 2397474 31 90 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


2605368 2605312 28 81 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2661900 2661834 29 91 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2682938 2682911 64 91 gi 
train CSK1 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
2756196 2756130 28 91 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 


gi 


ce 
ibrionales 


nce 
terales; 


nce 
Peptococca 


eq 
ri 


ob 


ue 
ia 


ho 


ue 
ia 


en 
le 


se 
ri 


ne 
er 


2919180 2919114 28 91 gi 


265678473 
85752 


265678455 


equence 
eria; 


Synt 


265678426 
92790 


265678425 


929371 93083 
hodobacter 


265678421 


935581 93704 
Bacteriov 


219857484 


1245479 12468 
donocardin 


228721140 
13406 


228717469 


1378686 1380064 Ocean 
hodobacter 


219878404 


1704738 17061 
rmoleophil 


219878361 


equence 
ococcaceae 


219878351 


1 sequence 
cillaceae; 


219878317 


quence 
a; 


Rhodoba 
219873437 


2108290 21097 
cl 


ostridiu 
219857633 
uence 

a; Rhodo 


219857629 
partial s 
acteria; 


219857504 
nce 
Rhodob 


v 


219857501 


2340265 23417 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
243084 Bacteria_16S 


dobacter 
219857462 
nce 
les; Clo 


219857265 


2604168 26056 
st 


eurellac 
219857216 
ce 26607 
s; Hypho: 
219857201 
quence 

diales; 

219857149 
e 27549 
ales; Th 
219856844 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 


R 


ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref|NR_028757.1 

883190 884650 
rophobacterales; 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028727.1 
aceae; Ruegeria 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027563.1 
ibulbus indolife 
aceae; Oceanibul 
ref|NR_025543.1 


aceae; Thermoleo 
ref |NR_025500.1 
1764167 176550 
; Streptococcus. 
ref |NR_025490.1 
1777548 177905 
Paenibacillus. 
ref|NR_025456.1 
1827843 182926 
cterales; 
ref |NR_026099.2 


m. 
ref|NR_025222.1 

2152193 215360 
bacterales; Rhod 


ref 
eque 
Rho 


NR_025218.1 
nce 215819 
dobacterale 


ref|NR_025092.1 

2335756 233710 
acterales; Rhodo 
ref|NR_025089.1 
aceae; Rhodobaca 
ref|NR_025050.1 

2396386 239781 
stridiales Famil 


ref|NR_024896.1 


eae; Mannheimia. 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 


Hyphomonadaceae; 


s: 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 

Desulfacinum 

Desulfacinum 

Syntrophobacteraceae; 


Roseovarius 
arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Desulfitobacterium 
itobacterium hafniense 
acterium. 

Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Streptococcus 
1 Streptococcus 


Paenibacillus 
6 Paenibacillus 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 


; Rhodobacteraceae; 


Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Clostridium 
8 Clostridium 
Clostridium. 
Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 


ref|NR_024663.1 
2918000 291946 


Hydrogenophilus 
0 Hydrogenophilus 


thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 


Hydrogenophilus. 
243084 Bacteria_ 
strain LS-13 16S 


Proteobacteria; G 


243084 Bacteria_ 


amylolytica strai 
amylolytica Bacteria; 


Succinimonas. 
243084 Bacteria_ 


mediterraneus str 
mediterraneus Bac 


Sulfitobacter. 
243084 Bacteria_ 


pantotrophus stra 
pantotrophus Bact 


Paracoccus. 
243084 Bacteria_ 


denitrificans str 
denitrificans Bac 


Paracoccus. 
243084 Bacteria_ 
strain N2 16S rib 


Proteobacteria; Alphaproteobacteria; 


243084 Bacteria_ 


strain A901/1 16S 


243084 Bacteria_ 


pontiacus ChLG-10 


Bacteria; 
243084 Bacteria_ 


orientis strain DSM 765 
Firmicutes; 


Bacteria; 
243084 Bacteria_ 
thiophila strain 
Bacteria; 
243084 Bacteria_ 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; 


Antarctobacter. 
243084 Bacteria_ 


strain Ekho Lake- 


Ruminococcaceae. 


243084 Bacteria_16S 
cellulolyticus st 
cellulolyticus Bacteria; 
243084 Bacteria_16S 


16S 2991903 2991853 29 


16S 3058774 3058720 28 
Proteobacteria; 
16S 3063306 3063283 28 


16S 3085830 3085807 28 


16S 


3087275 3087252 28 


16S 3108226 3108203 28 


76 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 


79 


n DSM 2873 16S ribosomal RNA, partial 
Gammaproteobacteria; 


51 


ain CH-B427 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


51 


in ATCC 35512 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


51 


ain 381 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


51 


gi| 219846929 
2990709 29921 


219846883 
sequence 


gi 
219846880 


gi 


219846865 
sequenc 


gi 
219846864 


gi 


gi|219846850 


Aeromonadales; 


Rhodobacterales; 


Rhodobacterales; 


Rhodobacterales; 


osomal 
Proteobacteria; Alphaproteobacteria; 
243084 Bacteria_16S 
strain N1 16S ribosomal 


RNA, complete sequence 


3109691 3109668 28 
RNA, 


51 
complete sequence 


Rhodobacterales; Rhodobacter 


3107102 31085 


gi|219846849 
3108566 31099 


Proteobacteria; 


16S 3135211 3135188 28 


16S 3144287 3144264 28 
16S ribosomal 


16S 3154960 3154898 31 
Clostridia; 


16S 3161178 3161112 28 


16S 3162615 3162592 28 


16S 3164078 3164055 28 


3587169 3587134 54 


3686008 3685946 31 


Firmicutes; 


3717521 3717498 28 


3851331 3851304 64 


3852843 3852816 64 


Firmicutes; 
3861951 3861916 54 


F275 16S ribosomal RNA, partial sequence 


Lactobacillales; 


243084 Bacteria_16S 


strain OCh 254 16 


Lactobacillaceae; 
3900486 3900463 29 


3936879 3936856 28 


Clostridiales; 


Firmicutes; 


Rhodobacterales; Rhodobacter 


51 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


51 


RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae 


90 


16S ribosomal RNA, partial sequence 31537 
Peptococcaceae; 


91 


NZ27 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


51 


51 


172 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
243084 Bacteria_16S 
strain JB13 16S r 
Proteobacteria; G 
243084 Bacteria_16S 
chlororespirans s 
chlororespirans Bacteria; 
243084 Bacteria_16S 
strain E-37 16S r 


88 


ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 


90 


train Co23 16S ribosomal RNA, partial 
Clostridia; 


51 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
243084 Bacteria_16S 
cellulosolvens st 


91 


91 


rain CD2 16S ribosomal RNA, partial sequence 
Clostridia; 


88 


3860745 3862279 Lacto 
Lactobacillus. 


52 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
243084 Bacteria_16S 


51 


Clostridiales; 


Clostridia; 


gi| 219846832 
3134094 31355 


219846826 
31431 


gi 
gi|219846819 


gi 


31599 
gi|219846814 
Rhodo 


219846813 
31629 


gi 


gi|219846518 
3585997 35874 


219846447 
sequence 


gi 
gi|219846425 
3716418 37177 


gi| 219846328 


rain ATCC 35603 16S ribosomal RNA, partial sequence 
cellulosolvens ATCC 35603 Bacteria; 


Clost 


gi| 219846327 


Clostridiales; Ruminococcaceae; 


gi| 219846321 


gi|219846295 
3899350 39007 


gi| 219846268 


ref|NR_026521.1 
58 Fluoribacter 
ref|NR_026475.1 


ref |NR_026472.1 


ref 


NR_026457.1 


ref |NR_026456.1 


ref|NR_026442.1 
aceae; 
ref|NR_026441.1 


aceae; 
ref|NR_026424.1 


aceae; 
ref|NR_026418.1 


ref|NR_026411.1 
64 3155274 Desulf 


ref|NR_026407.1 
80 3161460 Desulf 
ref|NR_026406.1 
161511 316291 
bacterales; 


w 


ref|NR_026405.1 
aceae; Roseovari 
ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref |NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref|NR_026016.1 
90 Sagittula 
aceae; Sagittula 
ref|NR_025918.1 
385021 
ridiales; Rumino 
ref|NR_025917.1 

3851732 385319 


ref|NR_025911.1 
bacillus reuteri 
ref|NR_025885.1 


Roseibium 
ref|NR_025858.1 


thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


; Desulfuromonadaceae; 


Fluoribacter gormanii 


gormanii Bacteria; 


Succinimonas 


3057592 3059053 Succinimonas 
Succinivibrionaceae; 


Sulfitobacter 


3062186 3063600 Sulfitobacter 
Rhodobacteraceae; 


Paracoccus 


e 3084717 3086111 Paracoccus 
Rhodobacteraceae; 


Paracoccus 


3086162 3087556 Paracoccus 
Rhodobacteraceae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 
Rhodovulum. 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
Rhodovulum. 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
Paracoccus. 


Sulfitobacter 


Sulfitobacter. 
Desulfosporosinus 
osporosinus orientis 


69 3144565 Sulfitobacter pontiacus 
7 


Desulfosporosinus. 


Desulfuromonas 
uromonas thiophila 
Desulfuromonas. 
Antarctobacter 

0 Antarctobacter 


Rhodobacteraceae; 


Roseovarius tolerans 


61 3164378 Roseovarius tolerans Bacteria; 


us. 
Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 

Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Sagittula stellata 


stellata Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Lactobacillus reuteri 
Bacteria; Firmicutes; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 


Paracoccus 


3935756 393713 


9 Paracoccus 


243084 Bacteria_16S 


strain DM-82 16S 


243084 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


243084 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


243084 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


243084 Bacteria_16S 


strain KMM 3554 1 


243084 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


243084 Bacteria_16S 


Bacteria; Proteob 


243084 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


243084 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


243084 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


243084 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


243084 Bacteria_16S 


strain CS1 16S ri 


Firmicutes; Lacto 


243084 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


243084 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


243084 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


243084 Bacteria_16S 


strain 3-p 16S ri 
Proteobacteria; A 


243084 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


243084 Bacteria_16S 


strain SS-2 16S r 


Bacteroidetes; Sp 


243084 Bacteria_16S 


strain 1480D 16S 


Firmicutes; Bacil 


243084 Bacteria_16S 


1139 16S ribosoma 


Bacillales; Bacil 


243084 Bacteria_16S 


DSM 14365 16S rib 


Bacteria; Proteob 


243084 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


3938313 3938290 28 51 gi| 219846267 |ref|NR_025857.1 

ribosomal RNA, partial sequence 3937190 39385 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 

3954526 3954503 28 5a gi| 219846256 |ref|NR_025846.1 
ain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodov 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

3966469 3966419 30 77 gi|219846248|ref|NR_025838.1 

GIFU 11526 16S ribosomal RNA, partial sequence 3965346 396678 
ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 

4167295 4167272 28 51 gi|219846102|ref|NR_025692.1 
KMM 3584 16S ribosomal RNA, partial sequence 4166170 416759 
a; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodoba 

4168777 4168754 28 51 gi|219846101|ref|NR_025691.1 
6S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 

4208278 4208217 31 89 gi|219846070|ref|NR_025660.1 

strain 41 16S ribosomal RNA, partial sequence 4207086 420854 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales 
ella. 

122573 122547 26 52 gi| 265678981 |ref|NR_029289.1 

amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulf 
acteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobact 

155899 155861 54 91 gi|265678959|ref|NR_029267.1 
rain Al 16S ribosomal RNA, partial sequence 154728 156242 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 

408607 408569 54 91 gi| 265678783 |ref|NR_029088.1 
in HB-1 16S ribosomal RNA, partial sequence 407444 408915 
eria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibri 

424066 424028 54 91 gi|265678772|ref|NR_029077.1 
bosomal RNA, partial sequence 422881 42442 
lales; Bacillaceae; Bacillus. 

483875 483810 28 90 gi| 265678729 |ref|NR_029034.1 
train sr15 16S ribosomal RNA, partial sequence 482698 484170 
acteria; Synergistetes; Synergistia; Synergistales; Synergistace 

514555 514517 54 91 gi|265678709|ref|NR_029014.1 
bosomal RNA, partial sequence 513446 514813 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

551288 551250 54 91 gi|265678685|ref|NR_028990.1 
ain KU-3 16S ribosomal RNA, partial sequence 550095 551652 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacil 

611713 611675 54 91 gi|265678644|ref|NR_028949.1 
TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

716063 716041 28 50 gi|265678571|ref|NR_028876.1 
ibosomal RNA, partial sequence 714920 71638 
lphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter 

743686 743633 28 77 gi|265678551|ref|NR_028855.1 
bosomal RNA, partial sequence 742578 74395 
lphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodoci 

802505 802452 28 78 gi|265678511|ref|NR_028814.1 
in C21 16S ribosomal RNA, complete sequence 801287 802838 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Famil 

976856 976830 26 52 gi|265678393|ref|NR_028695.1 
ibosomal RNA, partial sequence 975693 97713 
hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

1007533 1007480 41 91 gi| 265678373 |ref|NR_028675.1 
ribosomal RNA, partial sequence 1006359 10077 
lales; Bacillaceae; Bacillus. 

1087714 1087676 54 91 gi|265678318|ref|NR_028620.1 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 
laceae; Bacillus. 

1210405 1210383 28 50 gi|228715350|ref|NR_027522.1 
osomal RNA, partial sequence 1209193 12106 
acteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Hali 

1239071 1239049 28 50 gi| 219878163 |ref|NR_025302.1 
in DSM7050 16S ribosomal RNA, partial sequence 1237929 123939 
eria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phylloba 

1240587 1240565 28 50 gi| 219878162 |ref|NR_025301.1 


243084 Bacteria_16S 


aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 

Clostridium 

Clostridium 
lostridium. 

Thermovibrio 

Thermovibrio 
oO. 

Bacillus algicola 


5 Bacillus algicola Bacteria; 


Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 
Lactobacillus rossiae 
rossiae Bacteria; 


Lactobacillus 
Lactobacillus 
lus. 
Lactobacillus 
Lactobacillus 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 


1239445 124091 


Aminobacter 
4 Aminobacter 


243084 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; 


aurantiaca strain 
Bacteria; Gemmati 


243084 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


243084 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


243084 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


243084 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


243084 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


243084 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


243084 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


243084 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


243084 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


243084 Bacteria_16S 


strain IM1 16S ri 
Proteobacteria; A 


243084 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


243084 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


243084 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


243084 Bacteria_16S 


collinoides strai 
collinoides Bacte 


243084 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


243084 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


243084 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain A828 16S r 
Proteobacteria; A 


243084 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


243084 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


243084 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


G 
243084 Bacteria_16S 


1343467 1343410 28 82 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
somal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
ammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 

1399244 1399183 30 88 gi|228715357|ref|NR_027529.1| Gemmatimonas 

T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
monadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 

1405220 1405198 28 50 gi|219857153|ref|NR_024781.1| Haliangium tepidum 

ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

1918684 1918646 54 91 gi|219878249|ref|NR_025388.1| Pediococcus inopinatus 
16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
bacillales; Lactobacillaceae; Pediococcus. 

1982643 1982621 30 52 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 

ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
eltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

2191270 2191232 54 91 gi|219857605|ref|NR_025193.1]| Amphibacillus 
Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
tes; Bacillales; Bacillaceae; Amphibacillus. 

2197279 2197241 54 91 gi|219857601|ref|NR_025189.1| Lactobacillus 
LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

2250345 2250307 54 91 gi|219857566|ref|NR_025154.1| Fructobacillus 
DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
a; Firmicutes; Lactobacillales; Fructobacillus. 

2251870 2251832 54 91 gi|219857565|ref|NR_025153.1| Fructobacillus 
FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
tes; Lactobacillales; Fructobacillus. 

2351970 2351905 28 90 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
12 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
stetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

2441749 2441696 28 78 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 

2663281 2663216 29 91 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
bosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
lphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

2673804 2673766 54 91 gi|219857207|ref|NR_024835.1| Lactobacillus 
rain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
cteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

2681416 2681378 54 91 gi|219857202|ref|NR_024830.1| Alkalibacterium 
train IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
acteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

2905333 2905280 28 78 gi|219856853|ref|NR_024672.1| Thermaerobacter 
n 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

2946345 2946281 31 91 gi|219856826|ref|NR_024645.1| Lactobacillus 
n JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

3165614 3165576 54 91 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

3391863 3391814 31 V7 gi|219846651|ref|NR_026243.1| Propionigenium maris 
6S ribosomal RNA, partial sequence 3390715 3392140 Propionigenium maris Bacteria; 
obacteriales; Fusobacteriaceae; Propionigenium. 

4102949 4102911 54 91 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 

ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
lales; Bacillaceae; Bacillus. 

4108980 4108958 30 52 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
ibosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

201761 201701 31 88 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 


osomal RNA, partial sequence 


243084 Bacteria_16S 


strain B43 16S ri 


bosomal RNA, partial sequence 


200572 20203 


6 Helcococcus kunzii Bacteria; 


ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

303704 303652 31 80 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
bosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

485407 485355 28 77 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
s strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
s Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

717640 717584 28 81 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 


716437 717968 Enterobacter pyrinus Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


243084 Bacteria_ 
alkaliphilum stra 
Proteob 
243084 Bacteria_ 


Bacteria; 


strain s840-96-2 
Firmicutes; 


Proteobacteria; 


litoralis strain 


litoralis Bacteri 
243084 Bacteria_ 
thomasii strain D 
thomasii Bacteria 
Anaerobiospirillum. 
243084 Bacteria_ 
sulfidifaciens st 
sulfidifaciens Ba 
243084 Bacteria_ 
CIP 106764 16S ri 


Firmicutes; 


strain L1/68 16S 
Proteobacteria; 


Proteobacteria; 


243084 Bacteria_ 
carotinifaciens s 
carotinifaciens B 


Paracoccus. 


243084 Bacteria_ 


japonicum strain 


japonicum Bacteri 
243084 Bacteria_ 
tabacinasalis str 
tabacinasalis Bac 
243084 Bacteria_ 
strain M1832/95/2 


Bacteria; 


Succinivibrio. 


243084 Bacteria_ 
strain 1607-97 16 


Firmicutes; 


Lactobacillales; 


Clost 
243084 Bacteria_ 
ferrooxidans stra 
Bacteria; Nitrosp 
243084 Bacteria_ 
doudoroffii strai 
doudoroffii Bacte 
243084 Bacteria_ 
ATCC 49176 strain 
ATCC 49176 Bacter 
243084 Bacteria_ 
strain 8025 16S r 
G 
243084 Bacteria_ 


Lacto 
243084 Bacteria_ 


G 
243084 Bacteria_ 
paucivorans strai 
paucivorans Bacte 
243084 Bacteria_ 
strain GB6 16S ri 
G 


Firmicu 
243084 Bacteria_ 
dextrinosolvens s 
dextrinosolvens B 


Lacto 
243084 Bacteria_ 


16S 842143 842079 28 88 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 


16S 1418806 1418746 31 88 gi 


ridia; 
16S 


Clostridiales; Clostridiales Fa 
1432717 1432692 26 51 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
16S 1455615 1455559 28 81 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
16S 1511467 1511407 31 88 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
16S 1512840 1512784 28 81 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
16S 1634162 1634106 28 81 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
16S 1742450 1742394 28 81 gi 
SM 11806 16S ribosomal RNA, partial se 
; Proteobacteria; Gammaproteobacteria; 
16S 1854901 1854841 31 88 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; Lactobacillales; A 


16S 1903815 1903763 31 80 gi 
bosomal RNA, partial sequence 

bacillales; Aerococcaceae; Facklamia. 
16S 1927891 1927835 28 81 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
16S 2040552 2040500 31 80 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
16S 2428155 2428099 28 81 gi 
bosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1417633 14190 


1511717 15130 


1902626 19040 


1926697 19282 


2427049 24283 


265678485 
nce 84098 
irillales; 
224581446 


mily XI. I 
224581434 
ence 14315 
eptospiril 
224581417 
sequence 

ia; Aeromo 
219846273 
e sequence 
occaceae; 
219878127 


steurellac 
219878454 
equence 
; Aeromona 
219878379 
quence 


219878298 
tial seque 
erococcace 
219878261 


219878243 


anthomonad 
219878168 
equence 

coccaceae; 
219857439 


Aeromonadales 


ref|NR_028788.1| Marinospirillum 
1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
ref|NR_027228.1| Helcococcus ovis 
55 Helcococcus ovis Bacteria; 
ncertae Sedis; Helcococcus. 
ref|NR_027216.1| Leptospirillum 
17 1433000 Leptospirillum ferrooxidans 
lum. 
ref|NR_027198.1 
1454432 145591 
nadales; Aeromon 
ref|NR_025863.1 
1510256 151166 
Abiotrophia. 
ref|NR_025266.1| Histophilus somni 
77 Histophilus somni Bacteria; 
eae; Histophilus 
ref |NR_025593.1 
1632974 163447 
dales; Aeromonad 
ref|NR_025518.1 
1741287 174278 
Succinivib 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


’ 


Globicatella 
6 1855215 Globicatella 


ref 
nce 


NR_025437.1 

185372 
ae; Globicatell 
ref|NR_025400.1| Facklamia miroungae 
30 Facklamia miroungae Bacteria; 


o 


ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 
aceae; Ignatzschineria. 
ref |NR_025307.1| Dolosicoccus 

2039358 2040867 Dolosicoccus 
Dolosicoccus. 
ref|NR_025027.1| Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


ammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

16S 2926660 2926639 30 51 gi|219856839|ref|NR_024658.1| Paracoccus 

train E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 

acteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

16S 2932687 2932635 28 Be gi|219856835|ref|NR_024654.1| Pseudospirillum 

ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 

a; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

16S 3048088 3048036 31 80 gi|219846890|ref|NR_026482.1| Facklamia 

ain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 

teria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

16S 3049629 3049569 31 88 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 

16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 

tes; Lactobacillales; Aerococcaceae; Eremococcus. 

16S 3057234 3057178 28 81 gi|219846884|ref|NR_026476.1| Succinivibrio 

train 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 

acteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 

16S 3091759 3091707 31 80 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 

S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 

bacillales; Aerococcaceae; Ignavigranum. 

16S 3100790 3100730 31 88 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 

Aerococcaceae; Facklamia. 

16S 3315759 3315707 28 77 gi|219846710|ref|NR_026302.1| Spirochaeta africana 


243084 Bacteria_ 
strain Z-7692 16S 
Spi 
243084 Bacteria_16S 
strain Z-7591 16S 
Spi 
243084 Bacteria_16S 


Spirochaetes; 


Spirochaetes; 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

3318803 3318751 28 77 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 


gi 


Spirocha 


3314589 33160 
Spirochaet 


3317638 33191 
et 


a. 
219846708 


a. 


3521577 3521556 31 52 gi 


62 Spirochaeta africana Bacteria; 


ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


219846562 


acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 


acidigallici Bacteria; Proteobacteria; 


Pelobacter. 


ref|NR_026154.1| Pelobacter 
3520389 3521882 Pelobacter 


Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 


243084 Bacteria_16S 3579484 3579463 31 52 gi|219846523|ref|NR_026115.1| Blastobacter 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 3579789 Blastobacter 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
243084 Bacteria_16S 3666344 3666284 31 88 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 

243084 Bacteria_16S 3781756 3781704 28 77 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

243084 Bacteria_16S 3849880 3849828 28 77 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

243084 Bacteria_16S 11527 11503 28 52 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

243084 Bacteria_16S 13116 13092 28 52 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

243084 Bacteria_16S 131570 131546 28 52 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

243084 Bacteria_16S 133156 133132 28 52 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

243084 Bacteria_16S 152761 152741 71 91 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243084 Bacteria_16S 342134 342079 28 80 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
243084 Bacteria_16S 396246 396183 31 91 gi| 265678791 |ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

243084 Bacteria_16S 456590 456527 31 91 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243084 Bacteria_16S 497797 497734 31 a1 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243084 Bacteria_16S 513141 513078 31 91 gi|265678710|ref|NR_029015.1]| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243084 Bacteria_16S 537482 537458 28 52 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

243084 Bacteria_16S 543584 543560 28 52 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

243084 Bacteria_16S 546645 546621 28 52 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

243084 Bacteria_16S 620917 620893 28 52 gi| 265678638 |ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
243084 Bacteria_16S 663315 663291 28 52 gi|265678607|ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

243084 Bacteria_16S 690648 690624 28 52 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

243084 Bacteria_16S 692200 692176 28 52 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

243084 Bacteria_16S 776395 776332 31 91 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 


strain HKU4 16S 
Firmicutes; Lact 


ribosomal RNA, partial sequence 


obacillales; Streptococcaceae; Streptoc 


occus. 


775183 776694 Streptococcus sinensis Bacteria; 


243084 Bacteria_16S 814755 814700 28 80 gi 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
243084 Bacteria_16S 819221 819197 28 52 gi| 265678500 
strain 12993 16S ribosomal RNA, partial sequence 818049 81950 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243084 Bacteria_16S 820726 820702 28 52 gi| 265678499 
strain 256 16S ribosomal RNA, partial sequence 819558 82101 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243084 Bacteria_16S 849652 849628 28 52 gi| 265678480 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Klebsiella. 
243084 Bacteria_16S 


265678503 
e 81355 


Ente 


265678444 
e 90001 
hales; Pis 
265678434 


901209 901154 28 80 gi 
sibiricum strain AL7 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 
243084 Bacteria_16S 916654 916591 31 91 gi 
intermedius strain 1877 16S ribosomal RNA, partial sequence 91544 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
243084 Bacteria_16S 978281 978257 28 52 gi| 265678392 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 

geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiph 
243084 Bacteria_16S 987539 987515 28 52 gi| 265678386 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 98633 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
243084 Bacteria_16S 989119 989095 28 52 gi| 265678385 
strain 167 16S ribosomal RNA, partial sequence 987916 98944 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243084 Bacteria_16S 990699 990675 28 52 gi| 265678384 
strain I-75 16S ribosomal RNA, partial sequence 989496 99101 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243084 Bacteria_16S 992270 992246 28 52 gi| 265678383 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243084 Bacteria_16S 998481 998426 28 80 gi| 265678379 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 99729 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
243084 Bacteria_16S 1001513 1001458 28 80 gi| 265678377 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 10017 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 
243084 Bacteria_16S 1004509 1004485 28 52 gi| 265678375 
strain ATCC 33433 16S ribosomal RNA, partial sequence 10033 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243084 Bacteria_16S 1021193 1021130 31 91 gi| 265678364 
strain SK3 16S ribosomal RNA, complete sequence 1019984 10214 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243084 Bacteria_16S 1022746 1022683 31 91 gi| 265678363 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcacea 
243084 Bacteria_16S 1024317 1024254 31 91 gi| 265678362 
strain NS51 16S ribosomal RNA, complete sequence 1023111 10246 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243084 Bacteria_16S 1030301 1030246 28 80 gi| 265678358 
thermophila strain I78 16S ribosomal RNA, partial sequence 10291 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
243084 Bacteria_16S 1034901 1034881 71 91 gi| 265678355 
danicus strain DB4 16S ribosomal RNA, partial sequence 10337 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacil 
243084 Bacteria_16S 1059333 1059309 28 52 gi| 265678338 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 

desulfuricans Bacteria; Deferribacteres; Deferribacterales; Defer 
243084 Bacteria_16S 1118057 1117994 31 91 gi| 265678297 
strain I-273 16S ribosomal RNA, partial sequence 1116890 11182 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243084 Bacteria_16S 1119508 1119484 28 52 gi|228716249 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 11198 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
243084 Bacteria_16S 1201246 1201222 28 52 gi| 228715386 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 12000 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synerg 
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243084 Bacteria_16S 1225355 1225292 31 91 gi| 219878314 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcace 
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Ss. 


Thioalkalimicrobium 
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1893578 189509 
ionales; Des 


NR_025408.1 
189204 


ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025333.1 


teriaceae; Lemin 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 
2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref |NR_025243.1 
ea davisae Bacte 
ea. 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Streptococcus 
6 Streptococcus 
coccus. 

Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Treponema putidum 


91 Treponema putidum Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 

Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Enterobacter cowanii 


48 Enterobacter cowanii Bacteria; 


obacter. 
Streptococcus ratti 
ococcus ratti Bacteria; 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Cedecea davisae strain 
ria; Proteobacteria; 


Psychrobacter jeotgali 
jeotgali Bacteria; 

Tr. 

Xanthobacter 

bacter aminoxidans 
nthobacter. 
Desulfonatronum 


ref |NR_025163.1 
2235498 223697 


8 Desulfonatronum 


243084 Bacteria_16S 


strain ATCC 29178 
Firmicutes; 


strain LRC 5382 1 
Firmicutes; 


limimaris strain 
Bacteria; 


strain ATCC49733 
Proteobacteria; 


didelphis strain 


didelphis Bacteri 
243084 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


243084 Bacteria_16S 


strain ATCC 33531 
Bacteria; 


Bacteria; 


orisratti strain 


orisratti Bacteri 
243084 Bacteria_16S 


olearium strain §S 
Bacteria; 


strain ILE-3 16S 
Synergistetes; 


strain ATCC 51603 
Proteobacteria; 


strain CDC 0876-5 
Bacteria; 


strain CDC 2991-8 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
243084 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


243084 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


243084 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


243084 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


243084 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


243084 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


243084 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; 


strain JCM1679 16 
Proteobacteria; 


Lacto 
243084 Bacteria_16S 


Clost 
243084 Bacteria_16S 


Proteob 
243084 Bacteria_16S 


G 
243084 Bacteria_16S 


Proteob 
243084 Bacteria_16S 
aerophilum strain 
Proteob 
243084 Bacteria_16S 


Firmicu 
243084 Bacteria_16S 


Sy 
243084 Bacteria_16S 


G 
243084 Bacteria_16S 


Proteob 
243084 Bacteria_16S 


G 
243084 Bacteria_16S 


G 
243084 Bacteria_16S 


2259550 2259487 31 91 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2290170 2290107 31 91 gi 


ridia; Clostridiales; Lachnospiraceae; 
2355020 2354996 28 52 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2364245 2364221 28 52 gi 


ammaproteobacteria; Pasteurellales; Pa 
2417565 2417502 31 91 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2426774 2426711 31 91 gi 
ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
2462932 2462908 28 52 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2469122 2469067 28 80 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2496099 2496036 31 91 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2505109 2505046 31 91 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2560805 2560781 28 52 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2620911 2620887 28 52 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2636039 2636015 28 52 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2637603 2637579 28 52 gi 
1 16S ribosomal RNA, partial sequence 


s 
oc 


E 


E 
2648420 2648365 28 80 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


qu 


, 


2664726 2664663 31 91 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2666288 2666225 31 91 gi 
ATCC 10556 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 
2676870 2676846 28 52 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2757764 2757710 28 78 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


ia 
il 


se 
Oc 


ti 


al 
di 
2763659 2763635 28 


52 gi 


acteria; Gammaproteobacteria; Enterobact 
2765175 2765151 28 52 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766691 2766667 28 52 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


E 


E 


oc 
219857539 
6S ribosomal RNA, partial sequence 2288984 22904 
achnobac 
219857491 
nc 
ob 


L 


st 


ct 
219857404 
ce 
ha 
219857386 


sp 
219857337 
2559665 25611 
Aminob 
219857252 


ae 


ct 
219857233 


16S ribosomal RNA, partial sequence 2762542 27 


219857560 


22583 
cus. 


e 23538 


equence 


219857408 


24617 
eriales; 


24679 
les; Pis 


equence 


25039 
iraceae; 


, 


26197 
nterobac 


219857234 


26348 
eriales; 


26364 
nterobac 


219857226 


ence 
Thiotric 


219857214 


1 sequen 
lales; S 


219857213 


quence 
occaceae 


219857205 
2675717 26771 


liaceae; 


219857148 


enc 
cl 


sequ 
ales; 


219857142 


639 


eriales; 


219857141 
2763991 27 


654 


nterobac 


219857140 
2765507 27669 


nterobac 


2795359 2795296 31 91 gi 


219857120 


transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 


acterale 
219857485 
16S ribosomal RNA, partial sequence 2363042 23645 
eurellac 
219857448 
s 
ococcaceae 
219857441 
2425586 24269 


occaceae 
219857379 


ref |NR_025148.1 
45 2259880 Strept 
ref|NR_025127.1 
terium. 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophacea 
ref|NR_025073.1 


eae. 
ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025029.1 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024974.1 

2494920 249625 
; Streptococcus. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024925.1 


acterium. 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024854.1 
2647248 264867 
hales; Piscirick 


ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 
4 
reptococcus. 


NR_024833.1 


Lebetimonas. 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref|NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 


e: 


Streptococcus iniae 
ococcus iniae Bacteria; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Desulfomonile 
omonile limimaris 
Desulfomonile. 
Haemophilus felis 


v 


76 Haemophilus felis Bacteria; 


Streptococcus 
5 Streptococcus 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Raoultella planticola 
ella planticola 

eae; Raoultella. 
Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Streptococcus 

6 Streptococcus 


, 


Sporobacterium 
acterium olearium 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 


ref|NR_024748.1 
2794179 279557 


Alkaliphilus 
1 Alkaliphilus 


243084 Bacteria_16S 


strain GTC848 16S 


2925297 2925234 31 91 
ribosomal RNA, partial sequence 


gi 


219856840 
2924131 29254 


Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243084 Bacteria_16S 2947906 2947882 28 52 gi|219856825 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 29481 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243084 Bacteria_16S 2949396 2949372 28 52 gi| 219856824 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 29496 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243084 Bacteria_16S 2950884 2950860 28 52 gi| 219856823 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 29511 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243084 Bacteria_16S 2952385 2952361 28 52 gi| 219856822 


strain JCM1234 
Proteobacteria; 
243084 Bacteria_ 
strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


6 
G 


243084 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


243084 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


243084 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


243084 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


243084 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


243084 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


243084 Bacteria_16S 
histidinovorans strain Z-7940 16S ribosomal RNA, partia 


histidinovorans B 


243084 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


243084 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


243084 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


243084 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


243084 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


243084 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


243084 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


243084 Bacteria_16S 


strain B 16S ribo 
Clostridia; Clost 


16S 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2953883 2953859 28 52 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2962872 2962809 31 91 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
3028220 3028157 31 91 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3064846 3064783 31 91 gi 


gi 


bacillales; Streptococcaceae; Streptoc 
3079659 3079635 28 52 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081235 3081211 28 52 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3082811 3082787 28 52 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


3088774 3088711 31 91 gi 
acteria; Firmicutes; Clostridia; Clost 
3126357 3126333 28 52 gi 
in DSM 5458 16S ribosomal RNA, partial 


eria; Proteobacteria; Alphaproteobacte 


3205196 3205172 28 52 
ibosomal RNA, partial sequence 
rochaetales; 
3217258 3217195 31 91 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3243071 3243047 28 52 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


gi 


3271636 3271612 28 52 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3273174 3273150 28 52 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3299057 3298994 31 91 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3302097 3302034 31 91 gi 


ridiales; Blautia. 


243084 Bacteria_16S 


3379780 3379756 28 52 gi 


E 


E 


oc 


tr 


oc 


en 
el 


ce 


el 


er 


1 


ri 


s 
ri 


en 


v 


qu 


’ 


E 


E 


al 
st 


2951208 29526 


nterobac 


219856821 
2952708 29541 


nterobac 


219856815 
2961676 29631 


cus. 


219846905 
ia 


1 sequen 
idiales; 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


cus. 


219846869 


ce 30784 
lales; D 


219846868 


30800 
lales; D 


219846867 
eq 


uence 
ia; Desu 


219846863 


sequence 
diales; 


219846838 


equence 
a; Rhizo 


219846785 
3204032 32054 
Spirochaetaceae; Treponema. 
219846776 


ce 32160 
Streptoc 


219846759 


ence 
Desulfov 


219846740 


32704 
nterobac 


219846739 


32719 
nterobac 


219846722 


sequenc 
ridiales 


219846720 
somal RNA, partial sequence 3300930 3302411 Blaut 


Streptococcus peroris 
peroris Bacteria; 


ref |NR_024659.1 
69 Streptococcus 


ref|NR_024644.1| Serratia rubidaea 

70 Serratia rubidaea Bacteria; 
teriaceae; Serratia. 

ref|NR_024643.1| Enterobacter aerogenes 
58 Enterobacter aerogenes Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024642.1| Enterobacter amnigenus 
57 Enterobacter amnigenus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024641.1| Enterobacter gergoviae 
57 Enterobacter gergoviae Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024640.1| Enterobacter asburiae 
29 Enterobacter asburiae Bacteria; 
teriaceae; Enterobacter; Enterobacter 


Streptococcus porcinus 
porcinus Bacteria; 


ref|NR_024634.1 
71 Streptococcus 


ref|NR_026497.1| Desulfonispora 

ce 3027026 3028532 Desulfonispora 
Peptococcaceae; Desulfonispora. 
ref|NR_026471.1| Streptococcus ovis 
27 Streptococcus ovis Bacteria; 
ref|NR_026461.1] Desulfurella 

57 3079982 Desulfurella multipotens 

esulfurellaceae; Desulfurella. 
ref|NR_026460.1| Desulfurella 


33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 


urella propionica 
Desulfurella. 
Desulfurella 

4 Desulfurella 

ellales; Desulfurellaceae; 
Natronincola 

0 Natronincola 

Natronincola. 
Hyphomicrobium 

3 Hyphomicrobium 

robiaceae; 


NR_026455.1 
3087607 308909 
Clostridiaceae; 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


w 


ref|NR_026377.1| Treponema amylovorum 
74 Treponema amylovorum Bacteria; 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026351.1 

3241884 324339 
ibrionales; Desu 


Streptococcus 
ococcus thoraltensis 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026314.1 
e 3297885 329934 
; Blautia. 
ref |NR_026312.1 
ia schinkii Bact 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Blautia 
2 Blautia 


Blautia schinkii 
eria; Firmicutes; 


219846663 


termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 


termitidis Bacter 
Desulfovibrio. 


ia; Proteobacteria; Deltaproteobacteri 


a; 


Desulfo 


ref|NR_026255.1| Desulfovibrio 
3378593 3380098 Desulfovibrio 
vibrionales; Desulfovibrionaceae; 


243084 Bacteria_16S 


strain DSM 6011 1 


3526035 3526015 71 


6S ribosomal RNA, partial sequence 3524935 35264 


91 gi| 219846559 


ref|NR_026151.1 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243084 Bacteria_16S 3527596 3527576 71 91 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243084 Bacteria_16S 3539899 3539836 31 91 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243084 Bacteria_16S 3588732 3588708 28 52 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

243084 Bacteria_16S 3614688 3614625 31 91 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 


strain NCFB 2890 
Firmicutes; Lacto 


243084 Bacteria_16S 
in BMA1 16S ribosomal RNA, partial seq 
Deferribacteral 


thermophilus stra 
thermophilus Bact 


243084 Bacteria_16S 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


243084 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


243084 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


pelophila strain 
Bacteria; Proteob 


strain HY-35-12 1 
Firmicutes; Clost 


243084 Bacteria_16S 


strain A828 16S r 
Proteobacteria; A 


243084 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


243084 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


243084 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


243084 Bacteria_16S 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


243084 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


243084 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


243084 Bacteria_16S 


marimammalium str 
marimammalium Bac 


243084 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; G 


243600 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


bacillales; 
3678508 3678484 28 


eria; Deferribacteres; 


3768136 3768112 28 


3824275 3824251 28 
Bacteria; 


3825806 3825782 28 
16S ribosomal RNA, 


3839300 3839245 28 


4025861 4025798 31 


243600 Bacteria_16S 
owensensis OL 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellu 


losiruptor. 


16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloioc 


strain 536 16S ribosomal RNA, complete 
Proteobacteria; 


complete sequence 
acteria; Gammaproteobacteria; Pasteure 
243084 Bacteria_16S 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
243084 Bacteria_16S 
6S ribosomal RNA, partial sequence 4024698 40261 


occus. 

219846452 

uence 

es; 
219846386 

sequence 

a; 


52 gi 


52 gi 


52 219846347 
sequence 


acteria; 


gi 
Gammaproteob 

52 219846346 
38245 
llales; Pa 
219846336 
38381 
hales; Pis 
219846206 


gi 
80 gi 


91 gi 


Deferr 


Desulfo 


P 


09 Alloiococcus 


ref |NR_026043.1 
3677295 367884 
ibacteraceae; De 
ref|NR_025977.1 
3766971 376838 
vibrionales; Des 


ref |NR_025938.1 
3823071 382454 
asteurellales; P 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025796.1 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

4108938 4108914 67 91 gi|219846146|ref|NR_025736.1 
ibosomal RNA, partial sequence 4107869 41092 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

4118061 4117998 31 91 gi|219846139|ref|NR_025729.1 
ibosomal RNA, partial sequence 4116858 4118354 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 

4124255 4124231 28 52 gi|219846134|ref|NR_025724.1 
in Gerl. 236/81 16S ribosomal RNA, partial sequence 412310 
eria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 

4188704 4188680 28 52 gi|219846084|ref|NR_025674.1 
6S ribosomal RNA, partial sequence 4187537 41889 
rochaetales; Brachyspiraceae; Brachyspira. 
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Spiroplasma. 


Spiroplasma helicoides 


243600 Bacteria_16S 4153763 4153709 31 85 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

243600 Bacteria_16S 4155328 4155274 31 85 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

243600 Bacteria_16S 4156894 4156840 31 85 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

243600 Bacteria_16S 4160025 4159971 31 85 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

243600 Bacteria_16S 4161591 4161537 31 85 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
243600 Bacteria_16S 3810706 3810633 32 104 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

243600 Bacteria_16S 4123053 4122980 32 104 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

243600 Bacteria_16S 133493 133445 32 80 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

243600 Bacteria_16S 627290 627234 29 85 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

243600 Bacteria_16S 1058087 1058031 29 85 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

243600 Bacteria_16S 1144080 1144024 29 85 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

243600 Bacteria_16S 2108240 2108166 31 104 gi|219878115|ref|NR_025254.1] Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

243600 Bacteria_16S 3628323 3628267 29 85 gi| 219846487 |ref|NR_026079.1| Neisseria gonorrhoeae 
strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

243600 Bacteria_16S 4179897 4179823 31 104 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

243600 Bacteria_16S 125868 125813 30 85 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

243600 Bacteria_16S 200522 200467 30 85 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

243600 Bacteria_16S 205202 205147 30 85 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

243600 Bacteria_16S 273698 273643 30 85 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

243600 Bacteria_16S 385870 385796 31 104 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

243600 Bacteria_16S 485742 485687 30 85 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

243600 Bacteria_16S 560768 560713 30 85 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

243600 Bacteria_16S 593889 593834 30 85 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
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3419368 3419313 30 85 gi|219846632|ref|NR_026224.1| Gluconobacter 
quence 3417892 3419367 Gluconobacter 
; Rhodospirillales; Acetobacteraceae; 
3554135 3554080 30 85 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
quence 3552654 3554134 Gluconacetobacter 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
3555668 3555613 30 85 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
1 sequence 3554185 3555667 Gluconacetobacter 
ria; Rhodospirillales; Acetobacteraceae; 
3570793 3570738 30 85 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter. 
3575339 3575284 30 85 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
6S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Acetobacteraceae; Gluconobacter. 
3592149 3592094 30 85 gi|219846515|ref|NR_026107.1| Acetobacter 
sequence 3590670 3592148 Acetobacter 
ria; Rhodospirillales; Acetobacteraceae; 
11860 11806 31 85 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
mal RNA, complete sequence 10342 11910 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
234185 234131 31 85 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
RNA, partial sequence 232719 234184 Rhodobacter 
ia; Rhodobacterales; Rhodobacteraceae; 
392008 391954 31 85 gi|265678794|ref|NR_029099.1| Chitinimonas 
ce 390482 392023 Chitinimonas taiwanensis 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
416806 416752 31 85 gi|265678777|ref|NR_029082.1| Methylobacterium 


415329 416805 Methylobacterium populi BJ001 


243600 Bacteria_16S 446074 446000 31 104 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

243600 Bacteria_16S 677430 677376 31 85 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

243600 Bacteria_16S 680427 680373 31 85 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
243600 Bacteria_16S 768914 768860 31 85 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

243600 Bacteria_16S 802839 802785 31 85 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

243600 Bacteria_16S 868264 868190 31 104 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

243600 Bacteria_16S 966480 966406 31 104 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

243600 Bacteria_16S 974173 974111 30 91 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

243600 Bacteria_16S 1089634 1089561 31 104 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

243600 Bacteria_16S 1121405 1121351 31 85 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

243600 Bacteria_16S 1142558 1142504 31 85 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

243600 Bacteria_16S 1169776 1169722 31 85 gi| 228719827 |ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

243600 Bacteria_16S 1401061 1401007 31 85 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

243600 Bacteria_16S 1486180 1486126 31 85 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

243600 Bacteria_16S 1611744 1611690 35 89 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

243600 Bacteria_16S 2114293 2114239 31 85 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

243600 Bacteria_16S 2185467 2185393 31 104 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

243600 Bacteria_16S 2322265 2322191 31 104 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 
strain CFML 97-391 16S ribosomal RNA, partial sequence 2320764 2322265 Pseudomonas brenneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

243600 Bacteria_16S 2323817 2323743 31 104 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
strain CFML 97-514 16S ribosomal RNA, partial sequence 2322316 2323816 Pseudomonas grimontii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

243600 Bacteria_16S 2341722 2341668 31 85 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

243600 Bacteria_16S 2607262 2607208 31 85 gi|219857264|ref|NR_024895.1| Desulfovibrio 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 2605722 2607261 Desulfovibrio burkinensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


243600 Bacteria_16S 2615010 2614956 31 85 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 
strain CVL 16S ribosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

243600 Bacteria_16S 2926972 2926918 31 85 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

243600 Bacteria_16S 3075442 3075388 31 85 gi|219846872|ref|NR_026464.1| Ferribacterium 
limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 

243600 Bacteria_16S 3629910 3629856 31 85 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

243600 Bacteria_16S 3657354 3657300 31 85 gi| 219846467 |ref|NR_026059.1| Rhizobium giardinii 
strain H152 16S ribosomal RNA, partial sequence 3655877 3657353 Rhizobium giardinii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
243600 Bacteria_16S 3782085 3782031 31 85 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

243600 Bacteria_16S 3842667 3842613 31 85 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

243600 Bacteria_16S 4080749 4080695 31 85 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

243600 Bacteria_16S 4147649 4147595 31 85 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
243600 Bacteria_16S 4149214 4149160 31 85 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

243600 Bacteria_16S 232669 232616 32 85 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

243600 Bacteria_16S 235727 235666 24 85 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

243600 Bacteria_16S 441477 441420 28 85 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

243600 Bacteria_16S 493534 493469 40 104 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

243600 Bacteria_16S 880077 880024 32 85 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 
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18031 17975 29 85 gi| 265679052 |ref|NR_029360.1| Lactobacillus perolens 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

113590 113534 29 85 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

243600 Bacteria_16S 412073 412017 29 85 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243600 Bacteria_16S 413673 413617 29 85 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243600 Bacteria_16S 550043 549987 29 85 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

243600 Bacteria_16S 551651 551595 29 85 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243600 Bacteria_16S 612077 612021 29 85 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243600 Bacteria_16S 618320 618268 29 81 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

243600 Bacteria_16S 625725 «625673 29 81 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
243600 Bacteria_16S 719580 719524 29 85 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

243600 Bacteria_16S 843950 843896 31 85 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

243600 Bacteria_16S 1357489 1357433 29 85 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 1480100 1480044 29 85 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

243600 Bacteria_16S 1487691 1487639 33 85 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
243600 Bacteria_16S 1522156 1522104 29 81 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

243600 Bacteria_16S 1578067 1578011 29 85 gi|219846510|ref|NR_026102.1]| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 1643593 1643525 37 104 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

243600 Bacteria_16S 1645154 1645086 37 104 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 
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ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 
3500674 3500622 33 


85 gi 
obacteriales; Fusobacteriaceae; Cetoba 
3584385 3584329 29 85 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3589069 3589013 29 85 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3590619 3590563 29 85 gi 
ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; 
3625217 3625165 29 81 
ibosomal RNA, partial sequence 


Id 
gi 


3830684 3830628 29 85 
bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
3920316 3920264 29 81 gi 
16S ribosomal RNA, complete sequence 
Stre 
3921897 3921845 29 81 gi 

16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


na 


te 


na 


ae 


ue 
ia 


se 


na 


se 


na 


Oc 


le 


na 


219857517 
ence 23175 


dales; 


219857516 
sequence 
Xan 


ria; 


219857340 
25549 


dales; 


219857339 
25565 
seudomonad 
219857337 
2559665 25611 
Aminob 
219857285 


v 


nce 


v 


219857281 
25794 
udomonad 
219857278 
25841 


dales; 


219857271 
25949 
udomonad 
219857270 
25965 


dales; 


219857253 
2618180 26196 
yclaceae 
219857249 
26227 
Phyll 
219856885 
28581 


Ss; 


dales; 


eq 
e; 


ct 


eq 
aa 


ne 


el 


e€0 


ne 


eC; 


pt 


al 


3923478 3923426 29 81 
n ATCC 14975 16S ribosomal RNA, 


gi 


219846916 


uence 


219846576 


erium. 


219846520 


uence 


e 
lales; 


219846516 
3589120 35906 


nella. 


219846489 
3623734 36252 
bacterin 
219846342 
3829173 38306 
Helioba 
219846281 

39187 
omycinea 
219846280 
39203 
Stre 


es; 


219846279 
complete sequence 3921948 3923478 Streptomyces 


Desulf 


Actinomycet 


diales; 
219846517 
35875 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 


xX 


ref|NR_024928.1 


Pseudomonadaceae; 


ref |NR_024927.1 


e; Pseudomon 
NR_024925.1 


acea 
ref 


acterium. 
ref|NR_024916.1 

2573428 257495 
ovibrionales; De 


ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_026508.1 

3010413 301189 
ales; Franki 


P 


P 


P 


ref|NR_026168.1 
73 Cetobacterium 


ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 


ref|NR_026108.1 


D 


ref |NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref |NR_025932.1 


cterium. 
ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Pseudomonas gessardii 


74 2556489 Pseudomonas gessardii 


Pseudomonas. 
Pseudomonas migulae 


40 2558055 Pseudomonas migulae Bacteria; 


as. 
Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Dechloromonas agitata 
agitata Bacteria; 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Pseudomonas lundensis 
monas lundensis 

Pseudomonas. 

Modestobacter 
4 Modestobacter 
neae; 


Cetobacterium ceti 
ceti Bacteria; 


Clostridium 
5 Clostridium 
Clostridium. 
Desulfurella 
urella acetivorans 
Desulfurella. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 

Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


ref|NR_025869.1 


Streptomyces 


eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 3925059 3925007 29 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 3926640 3926588 29 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 3928220 3928168 29 


acidiscabies strain RL-110 16S ribosomal RNA, c 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 3929800 3929748 29 
strain RL-34 16S ribosomal RNA, 


243600 Bacteria_16S 3968316 3968264 33 
strain NZP 2213 16S ribosomal RNA, 


243600 Bacteria_16S 4063992 4063940 29 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
243600 Bacteria_16S 4164624 4164568 29 


strain BARC 857 16S ribosomal RNA, partial sequence 4163118 41646 
Entomoplasmatales; 


Tenericutes; Mollicutes; 
243600 Bacteria_16S 40724 40669 30 
condimenti strain F-2 16S ribosomal RNA, 
Bacteria; Firmicutes; Bacillales; 
243600 Bacteria_16S 65118 


65063 30 


seropedicae strain Z67 16S ribosomal RNA, 


Bacteria; 


243600 Bacteria_16S 93595 93540 30 


81 


81 


81 


81 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


81 


85 


85 


85 


85 


ferrireducens strain PAL-1 16S ribosomal RNA, c 


ferrireducens Bacteria; Deferribacteres; 
243600 Bacteria_16S 95213 95158 30 
strain KPA 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 


243600 Bacteria_16S 101391 101336 30 


strain SL-4 16S ribosomal RNA, complete sequence 
Halobacillus. 


Firmicutes; Bacillales; 
243600 Bacteria_16S 
strain BAL-1 16S 


Bacillaceae; 
131903 131848 30 


243600 Bacteria_16S 
strain KB740 16S 


157817 157762 30 


243600 Bacteria_16S 
sanfranciscensis 
sanfranciscensis Bacteria; 
243600 Bacteria_16S 
strain SH 106 16S 


165436 165381 30 


Firmicutes; 
217555 217504 29 


243600 Bacteria_16S 384289 384235 31 


strain PL7HG1 16S 


243600 Bacteria_16S 
kalixensis strain 
kalixensis Bacteria; 
243600 Bacteria_16S 


415276 415221 30 


Firmicutes; 
534758 534703 30 


Kx127A2 16S ribosomal RNA, 


85 


complete sequence 
Lactobacillaceae; 


85 


85 


ribosomal RNA, complete sequence 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


85 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


85 


80 


ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 


85 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


85 


complete sequence 


Lactobacillales; Lactobacillacea 


85 


strain K11 16S ribosomal RNA, partial sequence 


243600 Bacteria_16S 
strain IMT37 16S 
Proteobacteria; 

243600 Bacteria_16S 
strain IFM 10035 


822570 822515 30 


1039831 1039780 30 


243600 Bacteria_16S 1240915 1240864 34 


85 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


81 


85 


gi 


gi 


gi 
omplete 


gi 


gi 


gi 


gi 


gi 


complete sequence 
Staphylococcus. 


gi 


complete sequence 63592 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 
omplete 


Deferribacterales; 


gi 
93 


Lactobacillus. 


gi 
99 


gi 
13 


gi 
15 


gi 


strain L-12 16S ribosomal RNA, partial 
Lactobacillales; 


gi 
21 
gi 


gi 


gi 


533233 53475 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


gi 
82 


gi 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


382807 38428 


219846278 


complete sequence 
Actinomycetales; 


219846277 


219846276 
sequence 


219846275 


3928271 3929800 Streptomyces 
Streptomycineae; Streptomycetaceae; 


219846247 


complete sequence 3966839 3968315 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


219846177 


complete sequence 4062487 406399 
Actinomycetales; 


219846105 


265679037 
39179 


265679021 


265679001 


sequence 


265679000 
645 95214 


265678996 
832 10139 


265678975 
0392 13190 


265678958 
6293 15781 


265678953 
sequence 
Lactobaci 

265678918 

6053 21755 


265678799 


265678778 


265678696 


265678498 


1061 82256 


265678352 


complete 


Actinomycetales; 


Oxalobacteraceae; 


Deferribacteraceae; 


ref |NR_025868.1 


ref|NR_025865.1 


ref 


NR_025837.1 


ref|NR_025767.1 


ref|NR_025695.1 


ref |NR_029345.1 
40723 


ref |NR_029329.1 
65117 Herbas 


ref |NR_029309.1 
92051 93594 


ref |NR_029308.1 
Lactobacillus 


ref |NR_029304.1 


ref|NR_029283.1 


ref|NR_029266.1 
; Azoarcus. 
ref|NR_029261.1 
163866 165437 
llaceae; Lactoba 
ref|NR_029226.1 


ceae; Blastopire 
ref|NR_029104.1 


ae; Bradyrhizobi 
ref |NR_029083.1 

413724 415278 
e; Lactobacillu 
ref|NR_029001.1 


n 


Ottowia. 
NR_028801.1 


ae; 
ref 


aceae; Pseudomon 
ref|NR_028654.1 


eae; Nocardiacea 


219878162 


aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 


Streptomycineae; 


Streptomyces 


3923529 3925059 Streptomyces 
Streptomycineae; 


ref|NR_025867.1| Streptomyces 

sequence 3925110 3926640 Streptomyces 
Streptomycineae; 

ref|NR_025866.1| Streptomyces 


3926691 3928220 Streptomyces 
Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


Streptomyces. 
Mesorhizobium loti 
loti Bacteria; 


Mesorhizobium. 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 
Entomoplasmataceae; Mesoplasma. 


Staphylococcus 


Staphylococcus condimenti 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Geovibrio 
Geovibrio 


Geovibrio. 


Lactobacillus lindneri 
lindneri Bacteria; 


Halobacillus litoralis 


0 Halobacillus litoralis Bacteria; 


Chrysiogenes arsenatis 


2 Chrysiogenes arsenatis Bacteria; 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Lactobacillus 
Lactobacillus 

cillus. 

Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Lactobacillus 
Lactobacillus 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 


ref |NR_025301.1 
1239445 124091 


Aminobacter 
4 Aminobacter 


243600 Bacteria_ 


hydrocarbonoclast 
hydrocarbonoclast 


Marinobacter. 


243600 Bacteria_1 
albus stra 
albus Bact 
Streptomycetaceae 
243600 Bacteria_1 
texasensis strain 
texasensis Bacter 
Actinosynnematace 
243600 Bacteria_1 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
243600 Bacteria_16S 


subsp. 
subsp. 


strain DSM 40258 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 


Streptomycetaceae 
243600 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 


16S 1293413 1293350 42 104 gi 
icus strain VT8 16S ribosomal RNA, par 


icus Bacteria; Proteobacteria; Gammapr 


6S 1475415 1475364 30 81 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

6S 1537375 1537324 29 80 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

6S 1538935 1538884 29 80 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1590341 1590290 30 


2 
1 
7 


v 


1 


81 gi 
Stre 
1596530 1596479 30 81 gi 
in DSM 43032 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

1598078 1598027 30 


Pe 
81 gi 
Stre 
1599626 1599575 30 81 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1601174 1601123 30 


, 


81 gi 
Stre 
1602722 1602671 30 81 gi 
oticus strain DSM 43156 16S ribosomal 


al 
Ac 


pt 


pt 


p 
te. 


pt 


RN. 


228716433 
tial seque 
oteobacter 


19878476 
sequence 
Actinomy 


219857378 
sequenc 
tinomyce 


219857377 
sequence 
Actinomyc 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243600 Bacteria_16S 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
243600 Bacteria_16S 


omycinea 
219878481 
sequence 
Actinomy 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243600 Bacteria_16S 


omycinea 
219878479 
artial s 
ridae; Actin 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243600 Bacteria_16S 


omycinea 
219878477 
A, parti 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


ref 
nce 
ia; 


NR_027551.1 
129190 
Alteromonada 


ref|NR_025615.1 
1473916 147541 
cetales; Strepto 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref |NR_024965.1 
1537426 153893 
etales; Pseudono 


Saccharothrix 
5 Saccharothrix 
cardineae; 
ref|NR_025624.1| Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025620.1| Streptomyces 

1595032 1596529 Streptomyces 
cetales; Streptomycineae; 
ref|NR_025619.1| Streptomyces niger 
77 Streptomyces niger Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025618.1| Streptomyces 
equence 1598128 1599625 Streptomyces 
omycetales; Streptomycineae; 


ref|NR_025617.1| Streptomyces violens 
73 Streptomyces violens Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025616.1| Streptomyces 

al sequence 1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


243600 Bacteria_16S 


strain L1/68 16S 
Proteobacteria; 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


243600 Bacteria_16S 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


243600 Bacteria_16S 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


243600 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


243600 Bacteria_16S 


avidum strain DSM 
Bacteria; Actinob 


Propionibacterium. 
243600 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


243600 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


243600 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


243600 Bacteria_16S 


strain CIP 105274 


G 
243600 Bacteria_16S 


Streptomycetaceae; Streptomyces. 
1928211 1928144 38 104 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2044003 2043932 34 104 gi 
train L2 16S ribosomal RNA, partial se 


acteria; Proteobacteria; Gammaproteoba 


gi 


2077752 2077701 29 80 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2079316 2079265 29 80 gi 
DSM 20700 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Propionibacterium. 

2080868 2080817 29 80 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 

2082422 2082371 29 80 gi 
4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


s 


se 
Ac 


s 


, 


nc 
al 


2340215 2340160 30 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2388808 2388765 42 85 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2562681 2562614 38 104 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 


85 gi 
qu 
di 


nc 
S; 


se 


an 


e 
e 


e 


Actino: 


q 
© 


e 


e 
e 


e 


a 


e 


us 


2571814 2571747 38 104 gi 
16S ribosomal RNA, partial sequence 


Actin 


219878243 
1926697 19282 
thomonad 
219878166 
qu 
ct 


nce 
ria; 


219878138 


quence 
myc 


219878137 


uence 
inomyce 


219878136 


quence 


219878135 


20809 


s; Prop 


219857502 


nce 


les; He 


219857468 


23873 
Thermoa 


219857336 


25611 
domonad 


219857287 


25702 


Xa 


omy: 


ref|NR_025382.1| Ignatzschineria larvae 

10 Ignatzschineria larvae Bacteria; 

aceae; Ignatzschineria. 

ref|NR_025305.1] Stenotrophomonas 
2042490 2044002 Stenotrophomonas 

nthomonadales; Xanthomonadaceae; 


ref|NR_025277.1 
2076251 207775 
etales; Propioni 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


ref|NR_025276.1 
2077807 207932 
tales; Propionib 


Propionibacterium 
0 Propionibacterium 
acterineae; 


ref|NR_025275.1 
2079371 208087 
cetales; Propion 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


ref|NR_025274.1 
23 2082426 Propio 
ionibacterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomonas. 
ref|NR_024918.1| Pseudomonas jessenii 
99 2571813 Pseudomonas jessenii Bacteria; 


Heliobacterium 

4 Heliobacterium 
Heliobacterium. 
Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Pseudomonas mosselii 
monas mosselii Bacteria; 


v 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


243600 Bacteria_16S 
mediterranea stra 
mediterranea MMB- 
243600 Bacteria_16S 
strain BSB411 16S 
Proteobacteria; B 
243600 Bacteria_16S 
strain DSM 12081 
Proteobacteria; B 
243600 Bacteria_16S 
strain LMG 2142 1 


243600 Bacteria_16S 
strain Feox-1 16S 
Proteobacteria; B 
243600 Bacteria_16S 
michiganensis sub 


ribosomal RNA, 


16S ribosomal RNA, 
etaproteobacteria; Rhodocyclales; Rhod 


ribosomal RNA, 


2587225 2587151 31 


in MMB1 16S ribosomal RNA, 
1 Bacteria; 


Proteobacteria; 
3015018 3014963 30 


3114570 3114515 30 


3262879 3262825 31 


3270397 3270342 30 


3769927 3769876 29 


species tessellarius strain 78181 16S 


complete sequence 
etaproteobacteria; Burkholderiales; Co: 


complete sequence 


Sphingomonadales; 


complete sequence 
etaproteobacteria; Burkholderiales; Le 


104 gi 
complete se 
Gammaprote 
85 gi 


85 gi 
85 gi 
85 gi 


80 gi 


219857277 
quence 
ob 
219846914 


3013492 30150 
monadace 


ma 
219846846 


oc 
219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 


Sp 
219846741 


3268876 32703 


ptothrix. 
219846385 
ribosomal 


acteria; 


31130 
yclaceae; 


hingomon 


ref 


ref 


ae; 
ref 


v 
ref 


adac 


ref 


ref 
RNA, 


2585691 25872 
Oce 


39 3114569 Azoar 
AZ 


78 Sphingomonas 


NR_024908.1 


anospirilla 
NR_026506.1 


Acidovorax. 
NR_026438.1 


oarcus. 
NR_026338.1 


eae; Sphing 
NR_026333.1 


NR_025976.1 
partial se 


2 
Ls 


Cc 


q 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Sphingomonas trueperi 


trueperi Bacteria; 
fo) 


monas. 
Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 

243600 Bacteria_16S 19578 19528 30 80 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

243600 Bacteria_16S 51430 51376 31 85 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
243600 Bacteria_16S 53037 52983 31 85 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

243600 Bacteria_16S 183613 183559 31 85 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 211411 211357 31 85 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 212969 212915 31 85 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 243639 243589 31 81 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

243600 Bacteria_16S 263135 263081 31 85 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

243600 Bacteria_16S 295006 294956 30 80 gi|265678864|ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

243600 Bacteria_16S 322234 322180 31 85 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243600 Bacteria_16S 390426 390376 30 80 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

243600 Bacteria_16S 401212 401158 31 85 gi| 265678788 | ref |NR_029093.1| Photorhabdus 
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243600 Bacteria_16S 599760 599710 31 81 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 601290 601240 31 81 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243600 Bacteria_16S 616745 616675 30 39 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243600 Bacteria_16S 657613 657563 31 81 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
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243600 Bacteria_16S 773579 773525 31 85 gi|265678531|ref|NR_028835.1 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipe 
243600 Bacteria_16S 775118 775068 31 81 gi|265678530|ref|NR_028834.1 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 
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strain J72 16S ribosomal RNA, partial sequence 789013 79048 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
243600 Bacteria_16S 811984 811932 29 81 gi| 265678505 |ref|NR_028808.1 
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243600 Bacteria_16S 824146 824092 31 85 gi| 265678497 |ref|NR_028800.1 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
243600 Bacteria_16S 847081 847027 31 85 gi| 265678482 |ref|NR_028785.1 
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243600 Bacteria_16S 933990 933936 31 85 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
243600 Bacteria_16S 971049 970995 31 85 gi|265678397|ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
243600 Bacteria_16S 1019934 1019880 31 85 gi|265678365|ref|NR_028667.1| Staphylococcus 
succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
243600 Bacteria_16S 1064224 1064170 31 85 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
243600 Bacteria_16S 1160689 1160635 31 85 gi|228721485|ref|NR_027608.1| Desulfotomaculum 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
243600 Bacteria_16S 1303967 1303913 31 85 gi|219846514|ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
243600 Bacteria_16S 1343800 1343730 30 99 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 
243600 Bacteria_16S 1391995 1391941 31 85 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
243600 Bacteria_16S 1426812 1426762 31 81 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 1428377 1428327 31 81 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 1440738 1440688 31 81 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
243600 Bacteria_16S 1504158 1504104 31 85 gi|219846475|ref|NR_026067.1| Rhizobium tropici 
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243600 Bacteria_16S 2165736 2165686 31 81 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
243600 Bacteria_16S 2174860 2174810 31 81 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
243600 Bacteria_16S 2197641 2197587 31 85 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
243600 Bacteria_16S 2255270 2255216 31 85 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 
243600 Bacteria_16S 2261453 2261403 31 81 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 2273774 2273720 31 85 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
243600 Bacteria_16S 2291969 2291915 31 85 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
243600 Bacteria_16S 2326778 2326724 31 85 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
243600 Bacteria_16S 2334300 2334250 31 81 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
243600 Bacteria_16S 2364577 2364523 31 85 gi|219857485|ref|NR_025073.1| Haemophilus felis 
strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 2364576 Haemophilus felis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 
243600 Bacteria_16S 2410106 2410056 31 81 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 
243600 Bacteria_16S 2440522 2440468 31 85 gi|219857428|ref|NR_025016.1| Methylobacter 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 2440521 Methylobacter 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylobacter. 
243600 Bacteria_16S 2553363 2553313 31 81 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 
243600 Bacteria_16S 2554924 2554874 31 81 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 
243600 Bacteria_16S 2611892 2611842 31 81 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
243600 Bacteria_16S 2613419 2613369 31 81 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
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243600 Bacteria_16S 3720902 3720848 31 85 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 3876102 3876052 35 85 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

243600 Bacteria_16S 3886974 3886921 31 85 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

243600 Bacteria_16S 3981210 3981160 35 85 gi|219846238|ref|NR_025828.1| Rhizobium galegae 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
243600 Bacteria_16S 4039948 4039898 31 81 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

243600 Bacteria_16S 4077605 4077551 31 85 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

243600 Bacteria_16S 4086883 4086829 31 85 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

243600 Bacteria_16S 4106312 4106258 31 85 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243600 Bacteria_16S 4110811 4110761 31 81 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
243600 Bacteria_16S 4112377 4112327 31 81 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
243600 Bacteria_16S 4158459 4158405 31 85 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
243600 Bacteria_16S 11910 11861 31 80 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

243600 Bacteria_16S 238937 238884 32 85 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

243600 Bacteria_16S 290349 290296 32 85 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

243600 Bacteria_16S 336267 336218 31 80 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
243600 Bacteria_16S 337835 337786 31 80 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

243600 Bacteria_16S 339399 339350 31 80 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
243600 Bacteria_16S 407393 407344 31 80 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

243600 Bacteria_16S 432145 432092 32 85 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

243600 Bacteria_16S 501253 501198 30 85 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

243600 Bacteria_16S 645721 645652 31 99 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243600 Bacteria_16S 742526 742473 32 85 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 


243600 Bacteria_16S 755210 755137 32 104 gi| 265678543 |ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
243600 Bacteria_16S 782875 782826 31 80 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 
243600 Bacteria_16S 883140 883091 32 81 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 
243600 Bacteria_16S 961844 961779 40 104 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
243600 Bacteria_16S 1107714 1107665 31 80 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 
243600 Bacteria_16S 1193979 1193926 32 85 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
243600 Bacteria_16S 1201578 1201526 33 85 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 
243600 Bacteria_16S 1331536 1331487 31 80 gi|219846082|ref|NR_025672.1| Bifidobacterium 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 


243600 Bacteria_16S 1375615 1375566 31 80 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

243600 Bacteria_16S 1593435 1593386 32 81 gi|219878483|ref|NR_025622.1| Streptomyces rimosus 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 

Streptomycineae; Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 1642032 1641963 36 104 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 


243600 Bacteria_16S 2067009 2066960 31 80 gi| 219878146 |ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
243600 Bacteria_16S 2109772 2109719 32 85 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 2164164 2164115 36 85 gi|219857626|ref|NR_025215.1| Desulfovibrio 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
243600 Bacteria_16S 2407017 2406964 32 85 gi|219857456|ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

243600 Bacteria_16S 2466331 2466278 32 85 gi| 219857406 |ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
243600 Bacteria_16S 2519100 2519051 32 81 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 2848715 2848662 32 85 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
243600 Bacteria_16S 2854935 2854870 40 104 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
strain ATCC 13522 16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

243600 Bacteria_16S 2867306 2867238 37 104 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 
243600 Bacteria_16S 3598278 3598225 32 85 gi|219846509|ref|NR_026101.1]| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 
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thermoautotrophic 
Moorella group; M 


243600 Bacteria_16S 
strain F12 16S ri 
Bacil 
243600 Bacteria_16S 
brockii subsp. br 


Firmicutes; 


Bacteria; 


denitrificans Bac 
Sterolibacterium. 


243600 Bacteria_16S 
strain 3S-1 16S r 
Bacil 
243600 Bacteria_16S 
ferrugineus strai 
ferrugineus Bacte 


Firmicutes; 


Cystobacteraceae; 


243600 Bacteria_16S 
broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas. 
243600 Bacteria_16S 


berrensis strain 
Bacteria; 


Firmicutes; 


Sphingomonas. 


243600 Bacteria_16S 


B 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
16S 4219292 4219243 32 81 gi 


eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

16S 166996 166944 33 85 gi 
ridia; Clostridiales; Clostridiaceae; 
16S 185180 185128 33 85 gi 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
209858 209806 33 85 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
219133 219082 29 80 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 
333195 333143 33 


85 gi 


in L 46 16S ribosomal RNA, partial seq 


a Bacteria; Firmicutes; Clostridia; Th 
oorella. 
424426 424372 31 85 gi 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1314607 1314555 33 85 gi 
ockii strain HTD4 16S ribosomal RNA, 
rales; Thermoanaerobacteraceae; Thermo 
1690817 1690765 33 85 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1836899 1836847 33 85 gi 
ain Chol-1S 16S ribosomal RNA, complet 


teria; 


Proteobacteria; 


Betaproteobacte 


Firmicu 
243600 Bacteria_16S 
strain SR12 16S r 
Clost 
243600 Bacteria_16S 
methoxybenzovoran 
methoxybenzovoran 
243600 Bacteria_16S 
carboxydohydrogen 
carboxydohydrogen 
243600 Bacteria_16S 
echinoides strain 
echinoides Bacter 


1871976 1871928 37 85 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1987710 1987662 37 85 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 

2042440 2042372 37 104 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


gi 


2508521 2508469 33 85 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2559615 2559563 33 85 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

2573378 2573326 33 85 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2861121 2861073 37 85 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2865739 2865691 37 85 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3304004 3303948 29 85 


4080799 40822 


6S ribosomal RNA, partial sequence 165488 16699 


183663 185179 Clost 


422881 42442 


228718892 


1870444 18719 


219878204 
sequence 
ia; 


, 


219878167 
1 
teria; 
219857372 
ce 25070 
idiaceae; 

219857338 


2558106 25596 
bacteriu 


Eu 
219857286 
1 
os 
219856884 
ar 
obacteria; 
219856881 
sequence 
a; 


219846719 


gi 


16S 4079184 4079131 32 85 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
ia; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

16S 4082298 4082249 36 85 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


pidimonas. 
219846062|ref|NR_025652.1| Actinomadura 
uence 4217823 4219291 Actinomadura 
; Actinomycetales; Streptosporangineae; 
265678952|ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 
Clostridium. 
265678940|ref|NR_029248.1| Clostridium nexile DSM 


partial se 

Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacte 
243600 Bacteria_16S 
rifietoensis stra 
Firmicu 
243600 Bacteria_16S 
denitrificans str 


ref 
quen 


NR_027577.1 
ce 131309 


ridium nexile DSM 1787 Bacteria; 

Clostridium. 
265678923 |ref|NR_029231.1| Clostridium sporogenes 

208355 209857 Clostridium sporogenes 
idiaceae; Clostridium. 
265678917 |ref|NR_029225.1| Planctomyces 
equence 217606 219133 Planctomyces 
Planctomycetales; Planctomycetaceae; 
265678839 |ref|NR_029144.1] Moorella 
omplete sequence 331642 333194 Moorella 
ermoanaerobacterales; Thermoanaerobacteraceae; 
265678772|ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


Thermoanaerobacter 


4 1314606 


Myxoco 


sequence 
Xan 


sequence 
tridiale 


tial seq 


Sphingo 


anaerobacter. 

219878414] ref|NR_025553.1| Planococcus 

nce 1689286 1690816 Planococcus rifietoensis 
coccus. 

219878311|ref|NR_025450.1| Sterolibacterium 

e sequence 1835368 1836898 Sterolibacterium 
ria; Rhodocyclales; Rhodocyclaceae; 
219878287|ref|NR_025426.1| Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


Cystobacter 
9 Cystobacter 
terineae; 


ref |NR_025306.1 
2040918 204243 
thomonadales; Xa 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


ref|NR_024960.1| Thermohalobacter 
00 2508520 Thermohalobacter berrensis 
Thermohalobacter. 
ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 
m. 
ref|NR_024917.1 
2571864 257337 
s; Clostridiacea 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024700.1 
2864276 286573 
monadales; Sphin 


Clostridium 

7 Clostridium 

e; Clostridium. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 

Sphingomonas 

8 Sphingomonas 

gomonadaceae; 


ref Salinicoccus roseus 


NR_026311.1 


strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 


Firmicutes; 


Bacillales; 


Salinicoccus. 


243600 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; 


Ther: 
243600 Bacteria_16S 
homopropionicum s 
homopropionicum B 
243600 Bacteria_16S 
succiniciproducen 
succiniciproducen 
Anaerobiospirillu 
243600 Bacteria_16S 


3452090 3452042 32 80 gi 
motogales; Thermotogaceae; 
3531007 3530955 33 


Thermotoga. 
85 gi 


acteria; Firmicutes; Clostridia; 
3634479 3634407 33 104 gi 
s Bacteria; 
m. 


Proteobacteria; 


3880716 3880664 33 85 gi 


6S ribosomal RNA, partial sequence 3450571 34520 
train DSM 5847 16S ribosomal RNA, part 
Clost 


s strain S411 16S ribosomal RNA, parti 
Gammaprote 


219846609 


219846556 
ial sequen 
ridiales; 
219846483 
al sequenc 
obacteria; 


219846309 


ref|NR_026201.1 


ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_025899.1 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 
Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Caloramator fervidus 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

243600 Bacteria_16S 4053459 4053405 31 85 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

243600 Bacteria_16S 4139821 4139769 33 85 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
243600 Bacteria_16S 28710 28659 29 80 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

243600 Bacteria_16S 30313 30258 30 85 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243600 Bacteria_16S 138005 137958 33 80 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
243600 Bacteria_16S 182074 182020 31 85 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 188299 188245 31 85 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 198885 198834 34 85 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 425991 425942 31 80 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

243600 Bacteria_16S 716387 716340 38 85 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

243600 Bacteria_16S 722612 722561 34 85 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 
strain XINach 16S ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

243600 Bacteria_16S 855932 855885 33 80 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

243600 Bacteria_16S 1081999 1081948 34 85 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
strain NAFO01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243600 Bacteria_16S 1139536 1139489 33 80 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 


Actinobacteridae; 


243600 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


243600 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


243600 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


243600 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


243600 Bacteria_16S 


Actinomycetales; Micrococcineae; Micr 
1239395 1239348 38 85 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1266380 1266329 34 85 gi 


Clostridium. 
85 gi 


ridiales; Clostridiaceae; 
1289005 1288954 34 


Weissella. 
1325449 1325410 46 85 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1422165 1422118 33 80 


gi 


1287447 1289004 Weiss 


obacteriac 
219878163 
sequence 

ria; Rhizo 
219846539 


219846052 


219878140 
sequence 
Thermoana 


eae; Leifsonia. 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref|NR_026131.1 


1264886 1266379 Clostridium grantii Bacteria; 


ref 
ella 


NR_025642.1 
soli Bacter 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


224581444 


psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Clostridium grantii Al 
Firmicutes; 


Weissella soli strain 
ia; Firmicutes; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


ref |NR_027226.1 
1420664 142216 


Arthrobacter 
4 Arthrobacter 


psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 
243600 Bacteria_16S 1461812 1461765 33 
strain CCM 132 16 


243600 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
243600 Bacteria_16S 
elephantis strain 


1543605 1543555 30 


Actinokineospora. 
2053392 2053342 31 


80 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


80 


81 


gi 


gi 


NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


gi 


DSM 44368 16S ribosomal RNA, partial 


elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
243600 Bacteria_16S 2111331 2111284 34 
strain DSM 43030 


243600 Bacteria_16S 
strain ATCC 43186 
Firmicutes; Lactobacillales; 
243600 Bacteria_16S 3761026 3760975 34 
strain Co53T 16S 
Spirochaetes; Spirochaetales; 
243600 Bacteria_16S 3882288 3882237 34 


2590329 2590278 34 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 
Clostridia; 


thermocopriae Bacteria; 
Thermoanaerobacter. 

243600 Bacteria_16S 4101736 4101689 38 
tainanensis strain S1 16S ribosomal RNA, 
Bacteria; 
243600 Bacteria_16S 
strain KMM 3637 1 


Firmicutes; 


4121474 4121425 31 


243600 Bacteria_16S 83011 82957 31 
antarctica strain 
Bacteria; Proteobacteria; 
Pseudoalteromonas. 


243600 Bacteria_16S 


208305 208251 31 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 20830 


81 


85 


85 


ribosomal RNA, partial sequence 


85 


85 


complete sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; 


80 


85 


85 


argentinense Bacteria; Firmicutes; Clostridia; 


243600 Bacteria_16S 399617 399571 31 


neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiaceae; Nocardia. 
243600 Bacteria_16S 405831 405781 31 


77 


81 


strain A288 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
243600 Bacteria_16S 
strain E7107 16S 


447599 447549 35 


85 


ribosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 


Enterococcaceae; Enterococcus. 


gi 


gi 


Thermoanaerobacterales; 


gi 


gi 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


NF3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


gi 


Clostridiales; 


gi 


gi 


404351 40583 
Streptosporangineae; 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


243600 Bacteria_16S 449131 449081 35 


85 


strain 5424 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


243600 Bacteria_16S 
strain R 16086 16S ribosomal RNA, 
Firmicutes; Bacillales; Macrococcus. 

243600 Bacteria_16S 456922 456872 35 


455366 455312 31 


oligofermentans strain 2-4 16S ribosomal RNA, partial s 
Lactobacillales; 


oligofermentans Bacteria; 
243600 Bacteria_16S 
strain R 8118 16S 
Proteobacteria; 
243600 Bacteria_16S 


Firmicutes; 
468893 468843 35 


545415 545369 35 


85 


85 


85 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


81 


IMMIB R-145 16S ribosomal RNA, partial sequence 


243600 Bacteria_16S 574399 574349 31 


81 


gi 


447654 44913 


gi 


complete sequence 453819 45536 


gi 


gi 


gi 


543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


tuberculostearicum strain Medalle X 16S ribosomal RNA, 


tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacteriaceae; Corynebacterium. 
243600 Bacteria_16S 580287 580241 35 


glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 


81 


gi 


1460297 14618 


Streptomycineae; 


3759507 37610 
Spirochaetaceae; Borrelia. 


446125 44760 


467397 46889 


224581412|ref|NR_027193.1 


219857374|ref 
sequence 1542095 15436 
Actinomycetales; 


NR_024962.1 
0 


219878157 |ref|NR_025296.1 
sequence 2051875 205339 
Actinomycetales; 


219873436|ref|NR_025250.1 


30 Streptomyces 


219857275 
25888 


ref|NR_024906.1 


219846392|ref|NR_025983.1 


219846308|ref|NR_025898.1 


3880766 388228 


219846152 
41002 
Neisseriaceae; 
219846137 |ref|NR_025727.1 


ref|NR_025742.1 


265678924 | ref |NR_029232.1 
4 
Clostridiaceae; 
265678789 | ref |NR_029094.1 


398145 


265678785 |ref|NR_029090.1 
0 Actinomadura 
Thermomon 
265678757|ref|NR_029062.1 
Acetobacteraceae; Roseomon 


265678756|ref|NR_029061.1 


Acetobacteraceae; Roseomon 
265678751|ref|NR_029056.1 


265678747 |ref|NR_029052.1 
equence 455417 456926 
Streptococcaceae; Streptoc 
265678739|ref|NR_029044.1 
3 Burkholderia 
Burkholder 
265678689 |ref|NR_028994.1 
Nocardiacea 
NR_028975.1 
572888 
Cc 


265678670|ref 
partial sequence 


Pseudonoc 


Corynebac 


00 2590328 Entero 


Thermoana 


22 4101735 Chitin 
Chitin 


Brevibacteriac 
265679009 |ref|NR_029317.1 
81499 83011 Pseudo 


Pseudoalteromonad 


Clo 


Cor 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 
Micrococcaceae 


; Kocuria. 
Actinokineospora 

6 Actinokineospora 

ardineae; 


Mycobacterium 
1 Mycobacterium 


terineae; 


Streptomyces humiferus 


humiferus Bacteria; 
Streptomyceta 


ceae; Streptomyces. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Chitinibacter 
ibacter tainanensis 
ibacter. 
Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 

Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Clostridium 

Clostridium 
stridium. 

Nocardia 

399618 Nocardia 
ynebacterineae; 


Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Streptococcus 
Streptococcus 

occus. 

Burkholderia terricola 


terricola Bacteria; 


ia. 
Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Corynebacterium 

574399 Corynebacterium 
orynebacterineae; 


265678666|ref|NR_028971.1 


578821 580286 


Corynebacterium 
Corynebacterium 


glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


243600 Bacteria_16S 592358 592308 30 80 gi 
thermohalophila strain Fru22 16S ribosomal RNA, partial 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; B 
243600 Bacteria_16S 602855 602805 30 80 gi 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequ 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriale 
243600 Bacteria_16S 839416 839370 35 81 gi 
strain AC 615 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
243600 Bacteria_16S 1033719 1033665 31 85 gi 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lact 
243600 Bacteria_16S 1042873 1042827 35 81 gi 
strain IFM 0575 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243600 Bacteria_16S 1045989 1045943 35 81 gi 
strain YZ-96 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243600 Bacteria_16S 1300873 1300823 31 81 gi 
strain LM 161 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
243600 Bacteria_16S 1366329 1366283 39 85 gi 
hamburgensis strain X14 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
243600 Bacteria_16S 1367927 1367865 30 91 gi 
strain E58 16S ribosomal RNA, complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
243600 Bacteria_16S 1463369 1463311 47 104 gi 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
243600 Bacteria_16S 1867443 1867393 31 81 gi 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243600 Bacteria_16S 1890451 1890405 39 85 gi 
chacoense strain PR5 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
243600 Bacteria_16S 1944959 1944909 35 85 gi 
strain TMW 1.666 16S ribosomal RNA, complete sequence 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 
243600 Bacteria_16S 2045573 2045507 39 104 gi 
strain B1953/27.1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
243600 Bacteria_16S 2610323 2610273 31 81 gi 
thermoflava strain N1165 16S ribosomal RNA, partial seq 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 

243600 Bacteria_16S 2785169 2785123 34 80 gi 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, part 
fritillariae Bact 
Microbacteriaceae; Okibacterium. 

243600 Bacteria_16S 2946679 2946626 31 85 gi 
collinoides strain JCM1123 16S ribosomal RNA, partial s 
collinoides Bacteria; Firmicutes; Lactobacillales; Lact 
243600 Bacteria_16S 3052943 3052889 31 85 gi 
strain GraMall 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
243600 Bacteria_16S 3582833 3582783 35 85 gi 
stercorarium subsp. thermolacticum strain TX41 16S ribo 


837961 83941 
ptosporang 


6S ribosomal RNA, partial sequence 1041385 10428 


1044481 10459 


1299363 13008 


1366379 13679 


eria; Actinobacteria; Actinobacteridae; 


eq 
ob 


complete sequence 3051418 30529 


265678356 
sequence 
obacillace 
265678350 


nebacterin 
265678348 


nebacterin 
219846779 


ionibacter 
228719040 
ence 13648 
les; 
228718799 


224581411 
ence 14618 
nadales; 
219878290 
18659 
omonospori 
219878272 
e 18889 
les; Phyll 
219878232 
19433 
; Lactobac 
219878165 
20440 
anthomonad 
219857259 
uence 
Actinomyc 


219857127 
ial sequen 
; Actinomy 
219856826 
uence 

acillace 
219846887 
; Pelobact 
219846521 
somal RNA, 


Brady 


Alter 


ineae; Streptos 
ref|NR_028658.1 

1032165 103372 
Lactobacill 
NR_028652.1 


ae; 
ref 


Nocardiace 
NR_028650.1 


eae; 
ref 


Nocardiace 
NR_026371.1 


eae; 
ref 


ineae; Nocardioi 
ref|NR_027578.1 
67 1366328 Nitro 
rhizobiaceae; N 
ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027192.1 
62 1463368 Marino 
omonadaceae; 
ref|NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025411.1 
88 1890453 Mesorh 
obac 
ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref |NR_025304.1 
53 2045572 Lutei 
aceae; Luteimona 
ref |NR_024890.1 
2608828 261032 
etales; Pseudono 


ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref|NR_024645.1 

2945130 294667 
ae; Lactobacillu 
ref |NR_026479.1 


erac 
ref 
par 


eae; Malonom 
NR_026113.1 
tial sequenc 


u 


b 
i 


teriaceae; M 


265678658 |ref|NR_028963.1| Anaerophaga 
sequence 590846 592357 Anaerophaga 
acteroidales; Marinilabiaceae; Anaerophaga. 
265678651|ref|NR_028956.1| Gelidibacter 
ence 601344 602854 Gelidibacter mesophilus 
s; Flavobacteriaceae; Gelidibacter. 
265678487 |ref|NR_028790.1| Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 
Pp 


orangiaceae; Nonomuraea. 
Lactobacillus 

0 Lactobacillus 

Ss. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
a 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 
a 


e; Nocardia. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Nitrobacter 

acter hamburgensis X14 

trobacter. 
Chlamydophila pecorum 

pecorum E58 Bacteria; 


Marinobacter 

bacter bryozoorum 
Marinobacter. 

Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Mesorhizobium 

izobium chacoense 
esorhizobium. 
Lactobacillus frumenti 
acillus frumenti 


Luteimonas mephitis 


monas mephitis Bacteria; 


Ss. 
Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Okibacterium 
8 Okibacterium 
ccineae; 


Lactobacillus 

8 Lactobacillus 

s. 

Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


onas. 
Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; Clostridium. 

243600 Bacteria_16S 3596743 3596690 32 85 
strain 743A 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
243600 Bacteria_16S 3637504 3637458 35 81 gi 
strain ATCC 43910 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


gi 


3595254 35967 
cl 


al 


219846511 


ostridiu 
219846481 
36360 


es; Cory 


243600 Bacteria_16S 3640606 3640556 31 81 gi 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


ref|NR_026103.1 


ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


219846479 


Clostridium populeti 


42 Clostridium populeti Bacteria; 
m. 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


ref|NR_026071.1 


363910 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


243600 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


243600 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


243600 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


243600 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


243600 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


243600 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


243600 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


243600 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


243600 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


243600 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


243600 Bacteria_16S 


strain K24 16S ri 


bosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


243600 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


243600 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


243600 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


243600 Bacteria_16S 
lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 13024 


Bacteria; Firmicu 
Sedis; Caldicellu 


243600 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


243600 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


243600 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


243600 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


243600 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


243600 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


243600 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


243600 Bacteria_16S 


940152 940103 36 85 

ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
987866 987817 36 85 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1175895 1175842 52 104 gi 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1302428 1302391 48 85 gi 


gi 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1484650 1484597 52 104 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1742781 1742708 32 104 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


gi 


, 
mM. 


1756524 1756459 40 104 gi 
ammaproteobacteria; Oceanospirillales; 
1785079 1785026 52 104 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


1948021 1947968 32 85 gi 


etaproteobacteria; Burkholderiales; Al 
1982974 1982925 36 85 gi 

ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
1984559 1984510 36 85 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1986143 1986094 36 85 gi 


860647 86213 


938639 94015 


1174405 11758 


1483159 14846 


6S ribosomal RNA, partial sequence 1755010 17565 


6S ribosomal RNA, partial sequence 1946525 19480 


1981436 19829 


donocardin 
265678419 


e; Heliore 
265678386 

98633 
cteriales; 
228718578 


a. 
219846639 


s; Thermoa 


219857506 


Halomonad 
219878379 
quence 
Aeromonad 


219878369 


Halomonad 
219878347 
17835 

Halomonad 
219878230 


caligenace 
219878207 


ngiineae; 
219878206 
uence 


ia; Myxoco 


3872978 3872928 35 85 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3874565 3874515 35 85 gi|219846313|ref|NR_025903.1| Gemella haemolysans 

16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

4119901 4119855 39 85 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
bosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4167599 4167553 39 85 gi|219846102|ref|NR_025692.1| Sulfitobacter 
KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
a; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

198935 198886 34 83 gi|265678931|ref|NR_029239.1| Clostridium 
ain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

364686 364641 40 85 gi|265678812|ref|NR_029117.1| Phenylobacterium 

FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 

398094 398045 31 80 gi|265678790|ref|NR_029095.1| Cellulomonas 
in XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
; Cellulomonas. 

498128 498079 36 85 gi|265678720|ref|NR_029025.1| Streptococcus 

M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 

ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

528675 528622 52 104 gi|265678700|ref|NR_029005.1| Enhydrobacter 

G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

739472 739420 33 85 gi| 265678555 |ref|NR_028859.1| Herbaspirillum 
P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

862131 862083 33 81 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 


0 Amycolatopsis sacchari Bacteria; 
eae; Pseudonocardiaceae; Amycolatopsis. 
ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 
stis. 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriaceae; Citrobacter. 
ref|NR_027574.1| Kangiella koreensis 
98 Kangiella koreensis DSM 16069 


Citrobacter murliniae 
acter murliniae 


ref|NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 


naerobacterales Family III. Incertae 

ref|NR_025094.1| Kushneria marisflavi 

53 Kushneria marisflavi Bacteria; 

aceae; Kushneria. 

ref|NR_025518.1| Anaerobiospirillum 
1741287 1742780 Anaerobiospirillum 

ales; Succinivibrionaceae; 

ref|NR_025508.1| Halomonas halocynthiae 

23 Halomonas halocynthiae Bacteria; 

aceae; Halomonas. 

ref|NR_025486.1| Halomonas muralis 

87 1785079 Halomonas muralis Bacteria; 

aceae; Halomonas. 

ref|NR_025369.1| Bordetella petrii 

20 Bordetella petrii Bacteria; 

ae; Bordetella. 

ref|NR_025346.1|] Chondromyces robustus 


73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025345.1] Chondromyces 
1983024 1984558 Chondromyces 
ccales; Sorangiineae; Polyangiaceae; 


219878205 


apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 


ref|NR_025344.1] Chondromyces 
1984609 1986142 Chondromyces 


apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; 


Chondromyces. 


243600 Bacteria_16S 
strain 63 16S ribosomal RNA, partial sequence 


2093019 2092954 35 99 gi 


2091488 20930 


219878128 |ref|NR_025267.1 


Sorangiineae; Polyangiaceae; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

243600 Bacteria_16S 2194571 2194522 31 80 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

243600 Bacteria_16S 2307029 2306980 32 81 gi|219857525|ref|NR_025113.1]| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

243600 Bacteria_16S 2391832 2391779 52 104 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 


strain YKJ-16 16S 


2390343 23918 


Proteobacteria; 


243600 Bacteria_16S 
strain DSM 1105 1 


Proteobacteria; 


Proteobacteria; 


243600 Bacteria_16S 
pseudalcaliphilus 
pseudalcaliphilus 
243600 Bacteria_16S 
cellobioparum str 
cellobioparum Bacteria; 
243600 Bacteria_16S 


strain R91/1468 
Firmicutes; 


Proteobacteria; 


243600 Bacteria_16S 
strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; 


243600 Bacteria_16S 
strain SW-154 16S 


Proteobacteria; 


243600 Bacteria_16S 
daepoensis strain 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteri 


Marinobacter. 


243600 Bacteria_16S 
flavimaris strain 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteri 


Marinobacter. 


243600 Bacteria_16S 
sulfidoxydans strain 592 16S ribosomal RNA, partial seq 
sulfidoxydans Bacteria; Actinobacteria; Actinobacterida 
Pseudonocardiaceae; 
243600 Bacteria_16S 


asaccharolytica 
asaccharolytica 


Pseudonocardiaceae; 
243600 Bacteria_16S 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 20208 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
2437471 2437419 33 85 gi 


3354080 3354027 52 104 gi 
Gammaproteobacteria; Oceanospirillales; 
3535535 3535486 36 85 gi 


DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3595204 3595151 32 85 gi 


Clostri 
gi 


Firmicutes; Clostridia; 
3601400 3601351 36 85 
1 
3836533 3836480 52 104 gi 
Gammaproteobacteria; Oceanospirillales; 
3838063 3838010 52 104 gi 


Gammaproteobacteria; Oceanospirillales; 
4018578 4018525 52 104 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Kangiella. 
4020124 4020071 52 104 gi 
SW-156 16S ribosomal RNA, partial seq 


gi 


4021669 4021616 52 104 gi 
SW-145 16S ribosomal RNA, partial seq 


72677 72633 cw) 81 gi 


Pseudonocardia. 
74240 74196 37 81 gi 
strain 580 16S ribosomal RNA, partial s 
Bacteria; Actinobacteria; Actinobacteri 
Pseudonocardia. 
203608 203560 32 


80 gi 


6S ribosomal RNA, partial sequence 2436004 24374 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
243600 Bacteria_16S 


strain FB2 16S ribosomal RNA, partial sequence 3352589 33540 


ain DSM 1351 16S ribosomal RNA, partial 


6S ribosomal RNA, partial sequence 3599877 36013 
Lactobacillales; Carnobacteriaceae; Dolosig 
243600 Bacteria_16S 
strain C-1 16S ribosomal RNA, partial sequence 


Halomonadaceae; Halomona 
219857430|ref|NR_025018.1 


219846682 |ref|NR_026274.1 
Halomonadaceae; Halomona 
219846553|ref|NR_026145.1 
equence 3534017 353553 
illaceae; Bacillus. 
219846512|ref|NR_026104.1 
sequence 3593717 359520 
diales; Clostridiaceae; C 
219846506] ref |NR_026098.1 


uence 4018632 40201 
a; Alteromonadales; 


2 


219846209|ref|NR_025799.1 
uence 4020178 402167 
a; Alteromonadales; Altero 


265679016|ref|NR_029324.1 
uence 71176 72680 
e; Actinomycetales; Pseudo 


265679015|ref|NR_029323.1 
equence 721481 74244 
dae; Actinomycetales; Pseu 
265678928 |ref|NR_029236.1 
7 203611 Coprot 


35 Halomonas alimentaria Bacteria; 
Ss. 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 
Cupriavidu 


s. 
Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Ss. 


Bacillus 
4 Bacillus 


Clostridium 
3 Clostridium 


lostridium. 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


ranulum. 
219846338|ref|NR_025928.1| Halomonas halodurans 
3835060 3836533 Halomonas halodurans Bacteria; 
Halomonadaceae; Halomonas. 
219846337|ref|NR_025927.1| Halomonas pacifica 
3836584 3838063 Halomonas pacifica Bacteria; 
Halomonadaceae; Halomonas. 
219846211|ref|NR_025801.1] Kangiella aquimarina 
4017086 4018581 Kangiella aquimarina Bacteria; 
219846210|ref|NR_025800.1| Marinobacter 


7 Marinobacter 


Alteromonadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Coprothermobacter 
hermobacter 


proteolyticus Bacteria; 


Coprothermobacter. 


Firmicutes; 


Clostridia; 


Thermoanaerobacterales; Thermodesulfobiaceae; 


243600 Bacteria_16S 358615 358568 37 85 gi|265678816|ref|NR_029121.1| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

243600 Bacteria_16S 537803 537755 37 85 gi|265678694|ref|NR_028999.1| Caminibacter profundus 


strain CR 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
243600 Bacteria_16S 608955 608911 37 81 gi|265678646|ref|NR_028951.1 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

243600 Bacteria_16S 624166 624114 29 81 gi|265678636|ref|NR_028941.1 


536318 53780 


2 Caminibacter 


profundus Bacteria; 


Corynebacterium 
Corynebacterium 
terineae; 


Corynebacterium 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 


aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


243600 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


243600 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


243600 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


243600 Bacteria_16S 


strain IFM 0784 1 


strain IMMIB R-14 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243600 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


243600 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


243600 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


243600 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; G 


243600 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


243600 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


243600 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


243600 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


243600 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


243600 Bacteria_16S 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


243600 Bacteria_16S 


saccharophila str 
saccharophila Bac 


243600 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


243600 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


243600 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


243600 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


e; Corynebacterium. 

737891 737843 37 85 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
765926 765878 37 85 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
910744 910692 33 85 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
1041333 1041289 37 81 gi 


gi 


1148603 1148559 37 81 gi 
34 16S ribosomal RNA, partial sequence 


1542045 1541998 30 77 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1716866 1716822 36 80 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
1853676 1853632 37 81 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

2087003 2086951 53 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2190058 2189998 45 104 gi 


gi 


104 gi 


ammaproteobacteria; Alteromonadales; 
2288934 2288886 37 85 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
2435954 2435902 33 85 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2567289 2567237 33 85 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2628863 2628815 37 85 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2844065 2844014 29 81 gi 
SK-3255 16S ribosomal RNA, complete se 
a; Actinobacteria; Actinobacteridae; A 
Kitasatospora. 

2850267 2850219 37 85 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2851836 2851788 37 85 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


Ss 
gi 


’ 


2961626 2961574 33 
al RNA, partial sequence 
ia; Alteromonadales; Colwelliaceae; Co 
3496157 3496106 30 81 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


85 gi 


3665093 3665049 37 81 gi 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
Mycobacterium. 


243600 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


3896281 3896229 30 82 


736380 73789 
Entomoplasmataceae; 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243600 Bacteria_16S 


1715372 17168 


2085504 20870 


6S ribosomal RNA, partial sequence 2188558 21900 


2287434 22889 


2960112 2961625 Colwe 


265678556 


E 
265678536 
nce 76438 
nellaceae; 
265678438 
quence 

iales; Clo 
265678351 


nebacterin 
253680758 

11471 
nebacterin 
219857375 
ial sequen 
Actinomyc 


219878397 


ingobacter 
219878299 
sequence 
dae; Actin 


219878132 


Alcanivor 
219857606 


hewanellac 
219857540 


ataceae; M 
219857431 
quence 
diales; Cl 
219857290 
al sequenc 
idiales; V 
219857246 
nce 26273 
acillus. 
219856895 
quence 
ctinomycet 


219856891 
sequence 
ria; Burkh 
219856890 
1 sequence 
ia; Pseudo 


219856816 


lwellia. 

219846579 
34946 
ales; Pseu 
219846462 
equence 

ctinomycet 


219846298 


gi 
ribosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydia. 


mona 


ref|NR_028860.1 
7 Entomoplasma 
ntomoplasma. 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref |NR_028740.1 
909211 910743 
stridiaceae; Clostridium. 
ref|NR_028653.1| Nocardia pneumoniae 
34 Nocardia pneumoniae Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028006.1| Nocardia ignorata 
15 1148603 Nocardia ignorata Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref |NR_024963.1| Actinokineospora 
ce 1540535 1542044 Actinokineospora 
etales; Pseudonocardineae; 


Entomoplasma lucivorax 
lucivorax Bacteria; 


Mitsuokella 
kella jalaludinii 


Clostridium 
Clostridium 


ref|NR_025536.1| Pedobacter piscium 

65 Pedobacter piscium Bacteria; 

iaceae; Pedobacter. 

ref|NR_025438.1| Thermobifida 
1852181 1853675 Thermobifida 

omycetales; Streptosporangineae; 


ref|NR_025271.1| Alcanivorax jadensis 
02 Alcanivorax jadensis Bacteria; 
acaceae; Alcanivorax. 

ref|NR_025195.1| Shewanella fidelis 
57 Shewanella fidelis Bacteria; 

eae; Shewanella 
ref|NR_025128.1| Mesoplasma florum 
33 Mesoplasma florum Ll Bacteria; 
esoplasma. 
ref|NR_025019.1 
2434473 243595 
ostridiaceae; Cl 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref |NR_024876.1 
22 2628862 Gracil 


Clostridium 
3 Clostridium 
ostridium. 

Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Gracilibacillus 
ibacillus halotolerans 


Kitasatospora 
5 Kitasatospora 
ineae; 


ref|NR_024714.1 
2842551 284406 
ales; Streptomyc 


’ 


ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref |NR_024709.1 
2850317 285183 
dales; Pseud 


Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 

5 Pseudomonas 
omonadaceae; 


Colwellia maris strain 
ria; Proteobacteria; 


ref 
llia 


NR_024635.1 
maris Bacte 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


ref|NR_026054.1 
3663577 366509 
ales; Corynebact 


Mycobacterium 
2 Mycobacterium 
erineae; 


v 


ref 


NR_025888.1| Chlamydia trachomatis 


3894733 3896280 Chlamydia trachomatis Bacteria; 


243600 Bacteria_16S 


strain KMM 3554 1 


subsp. tularensis 
subsp. tularensis 
Francisella. 


243600 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


243600 Bacteria_16S 


strain Illinois 1 


Proteobacteria; Alphaprote 
243600 Bacteria_16S 


contaminans strai 
contaminans Bacte 


243600 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


243600 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


243600 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


243600 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


243600 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


243600 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


243600 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


243600 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


243600 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


243600 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


243600 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


243600 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


243600 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


243600 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


243600 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


4169079 4169035 41 85 gi 


14982 14928 31 85 gi 


Bacteria; Proteobacteria; Gammaproteo 
153138 153085 32 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
307138 307083 30 85 gi 
6S riboso: 


85 gi 


obacteria; Rickettsiales; Ana 
527142 527095 38 85 gi 


n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
798154 798099 31 85 gi 


strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
1279804 1279757 38 85 gi 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1282747 1282708 46 85 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1416039 1416000 52 


gi 


91 gi 
ammaproteobacteria; Pseudomonadales; P 
1446882 1446823 46 104 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1739682 1739639 38 81 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1829267 1829224 42 85 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1964747 1964700 38 85 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


2856507 2856460 38 85 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2870427 2870380 38 85 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2872007 2871960 38 85 gi 


lales; Bacillaceae; Bacillus. 

2875173 2875126 38 85 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2876749 2876702 38 85 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2883014 2882967 38 85 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3046852 3046809 37 80 gi 
HKI 0125 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 
e; Ornithinicoccus. 


gi 


243600 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


243600 Bacteria_16S 


3243394 3243351 42 85 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 
3320634 3320583 54 


104 gi 


6S ribosomal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
243600 Bacteria_16S 
strain B-38 16S ribosomal RNA, partia 


mal RNA, partial sequence 305640 30713 


1278319 12798 
Entomoplasmataceae; Mesop 


1281261 12827 
Entomoplasmataceae; 


6S ribosomal RNA, partial sequence 1414552 14160 


1445391 14468 


6S ribosomal RNA, partial sequence 2870477 28720 


2875223 28767 


2881499 28830 


219846101 


hodobacter 
265679054 
1 sequence 
bacteria; 


265678961 
ce 15161 
idiaceae; 

265678856 


plasmatace 
265678701 
equence 

ae; Anoxyb 
265678514 
al sequenc 
nibacillac 
219846093 


219846087 


E 
224581448 


seudomonad 
224581423 


oraxellace 
219878382 
al sequenc 
; Actinomy 
219878317 
quence 

a; Rhodoba 
219878219 
ial sequen 
ria; Hydro 


219856887 
28549 
Enterobac 
219856878 
artial seq 
cillaceae; 
219856877 


219856875 
sequence 

bacillus. 

219856874 


219856870 


219846891 
quence 
ctinomycet 


219846759 
quence 


; Desulfov 


219846706 


ref |NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref |NR_029362.1 

13461 14981 
Thiotrichales; F 
ref |NR_029269.1 
7 153137 Clostr 
Clostridium. 
ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029006.1 

525601 527141 
acillus. 
ref |NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref|NR_025683.1 


lasma. 
ref |NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_027230.1 


aceae; Pseudomon 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_025521.1 
e 1738160 173968 
cetales; Actinom 


ref|NR_025456.1 

1827843 182926 
cterales; Hyphom 
ref |NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 

ref |NR_024697.1 
uence 286889 
Bacillus; Bacil 
ref |NR_024696.1 


ref|NR_024694.1 
2873633 287517 


ref|NR_024693.1 


ref|NR_024689.1 


ref |NR_026483.1 
3045360 304685 
ales; Micrococci 


, 


ref|NR_026351.1 
3241884 324339 
ibrionales; Desu 


ref|NR_026298.1 


pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Francisella tularensis 

Francisella tularensis 
rancisellaceae; 


Clostridium 
idium propionicum 


Neorickettsia risticii 
risticii Bacteria; 
a. 
Anoxybacillus 
Anoxybacillus 


Paenibacillus 
Paenibacillus 

us. 

Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Psychrobacter arenosus 
arenosus Bacteria; 
r. 
Actinomyces 
1 Actinomyces 
ycineae; 


Oceanicaulis 
6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Pseudomonas flectens 
monas flectens Bacteria; 


Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Desulfovibrio 
3 Desulfovibrio 


lfovibrionaceae; 


Halomonas 


3319157 332063 


3 Halomonas 


243600 Bacteria_16S 


brockii subsp. 


Thermoanaerobacterales; 
243600 Bacteria_16S 


pyrrocinia strain 
Bacteria; 


3883861 3883811 35 


240492 240431 24 


Burkholderia cepacia complex. 


243600 Bacteria_16S 
xylanilyticus strain XIL14 16S ribosomal RNA, 
xylanilyticus Bacteria; 
243600 Bacteria_16S 

kentuckyensis strain NRRL B-24129 16S ribosomal RNA, pa 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 


376646 376592 31 


Firmicutes; 
438428 438386 39 


Pseudonocardiaceae; Amycolatopsis. 


243600 Bacteria_16S 


strain Met-12 16S 
Thermotogae; 


452170 452120 31 


Thermotogaceae; 
675810 675764 34 


Bacillales; 


finnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


2327 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


ribosomal RNA, partial sequence 
Thermotogales; 
243600 Bacteria_16S 


81 gi| 265678753 |ref 
450666 45216 
Petrotoga. 
80 gi| 265678599 |ref 


strain W16 16S ribosomal RNA, partial sequence 


heliotrinireducens 
heliotrinireducens 
Coriobacteriaceae; 


921629 921595 51 


strain RHS1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; 
Slackia. 

243600 Bacteria_16S 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobi 
Alphaproteobacteria; 
243600 Bacteria_16S 


1084953 1084911 43 


Sphingomonadales; 
1248460 1248399 30 


85 


85 


Sphingomonadaceae; 


91 


674316 67581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243600 Bacteria_16S 


gi|265678431 


gi| 265678320 


gi|219857449 


hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 


hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; 
243600 Bacteria_16S 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; 


243600 Bacteria_16S 


strain CCUG 47334 
Bacteria; 


Firmicutes; 
243600 Bacteria_16S 


1532865 1532816 31 


Micromonospora. 
1614771 1614725 39 


Clostridia; 
1719940 1719898 38 


81 


85 


16S ribosomal RNA, partial sequence 
Clostridiales; 


80 


strain A37 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
halophila strain 


Pseudonocardiaceae; 


243600 Bacteria_16S 


Sphingobacteria; 
243600 Bacteria_16S 
DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Act 


1887422 1887380 39 


Saccharomonospora. 
1951113 1951064 31 


Sphingobacteriales; 


81 


81 


gi| 219857427 


gi|219878467 


gi| 219878395 


1718445 17199 
Sphingobacteriace 


gi|219878274 


gi|219878228 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 


spinosispora Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 


243600 Bacteria_16S 


Pseudonocardia. 
1973592 1973542 35 


85 


strain CK58 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 
243600 Bacteria_16S 

strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 19954 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
243600 Bacteria_16S 
strain AML-C10 16S ribosomal RNA, partial sequence 


Clostridiales; 
1995443 1995397 39 


2414777 2414727 35 


85 


85 


gi|219878213 


1972100 19735 
Clostridiaceae; 


gi|219878199 


gi|219857451 


2413261 24147 


al sequenc 
Coriobacteridae; 


Actinomycet 


16132 
Clostridiales Family 


e; Actinomycetales; 


ref 


ref 


Sphingobium. 


ref 


ref 


ref 


ref 


ref 


0 Dermatophilus 
ococcineae; De 


e 920164 921628 
Corioba 


1246931 124845 


59 1614770 Helcoc 


1885917 188742 
inomycetales 


NR_029058.1 


NR_028904.1 


rmatophilace 
NR_028733.1 


cteriales; C 


NR_028622.1 
um amiense B 


NR_025037.1 


Neochlamydi 
NR_025015.1 
153135 
Microm 


o 


ales; 
NR_025606.1 


XI. Incerta 
NR_025534.1 


ae; Pedobact 


85 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 

artial sequence 3882338 3883860 
finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacter. 
85 gi|265678902|ref|NR_029210.1| Burkholderia 
239017 240544 Burkholderia pyrrocinia 
Burkholderiaceae; Burkholderia; 
85 gi|265678804|ref|NR_029109.1| Paenibacillus 
complete sequence 375101 376646 Paenibacillus 
Paenibacillaceae; Paenibacillus. 

81 gi|265678763|ref|NR_029068.1| Amycolatopsis 

rtial sequence 436922 438427 Amycolatopsis 


Pseudonocardineae; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Slackia 

Slackia 
oriobacterineae; 


Sphingobium amiense 
acteria; Proteobacteria; 


Neochlamydia 

9 Neochlamydia 
Micromonospora 

9 1532864 Micromonospora 

onosporineae; 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 


NR_025413.1 


; Pseudonoca 


ref 


ref 


ref 


ref 


1949601 195111 
Actinomyceta 


NR_025367.1 
les; 


NR_025352.1 


NR_025338.1 


NR_025039.1 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Pseudonocardia 
2 Pseudonocardia 


Pseudonocardineae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 
Clostridium. 


Serratia entomophila 


42 Serratia entomophila Bacteria; 


Enterobacteriaceae; Serratia. 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 


243600 Bacteria_16S 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 


Bacteria; 


2636363 2636317 39 


2720655 2720609 35 


Nocardiaceae; Nocardia. 


243600 Bacteria_16S 


2845616 2845574 43 


CMN3 16S ribosomal RNA, partial sequence 


3060595 3060549 39 


85 


81 


85 


2844116 2845615 Borrelia 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 
243600 Bacteria_16S 


85 


strain AX39 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


gi] 219857234 


gi| 219857175 


gi| 219856894 


gi| 219846882 


26348 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
243600 Bacteria_16S 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


sequenc 
Actinomycetales; 


ref 


ref 


ref 


ref 


NR_024862.1 


NR_024803.1 


NR_024713.1 


sinica Bacteria; 


Citrobacter werkmanii 


42 2636362 Citrobacter werkmanii 
Enterobacteriaceae; 


Citrobacter. 
Nocardia 


e 2719156 2720654 Nocardia 
Corynebacterineae; 


Borrelia sinica strain 
Spirochaetes; 


Thauera selenatis 


NR_026474.1 


3059104 3060594 Thauera selenatis Bacteria; 


243600 Bacteria_16S 
train TL1 16S ribosomal RNA, partial s 
Betaproteobac 


mechernichensis s 
mechernichensis B 


243600 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


acanthamoebae str 
acanthamoebae Bac 


strain DSM 6984 1 
Proteobacteria; B 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


243600 Bacteria_16S 


strain F9251 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
243600 Bacteria_16S 


XILO1 16S ribosom 
Actinobacteridae; 


243600 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


243600 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


243600 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


243600 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


243600 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


243600 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


243600 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


C91 16S ribosomal 
Proteobacteria; B 


243600 Bacteria_16S 
strain DSM 44346 16S ribosomal RNA, p 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


243600 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


243600 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


243600 Bacteria_16S 
6S ribosomal RNA, partial sequence 1476987 14785 


strain LTH 5753 1 
Firmicutes; Lacto 


243600 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


243600 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


3062136 3062090 39 85 gi 
acteria; Proteobacteria; 


3096617 3096543 31 104 gi 


3234245 3234183 30 
ain Bn9 16S ribosomal RNA, 


91 gi 


3523433 3523387 39 85 gi 


3722443 3722397 35 81 gi 


3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3894683 3894634 35 85 
ribosomal RNA, partial sequence 


gi 


378215 378167 31 
al RNA, complete sequence 


80 gi 


1180417 1180376 44 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1236342 1236301 40 81 gi 


85 gi 


Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 


bacillales; Lactobacillaceae; Lactobac 
1481653 1481608 40 85 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


1660383 1660330 52 104 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


gi 


243600 Bacteria_16S 


1695458 1695405 52 104 gi 


n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
243600 Bacteria_16S 
complete se 
teria; Chlamydiae; Chlamydiales; Parac 
243600 Bacteria_16S 
6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhod 
243600 Bacteria_16S 


1178919 1180416 Nitro 


1340624 1340583 44 85 gi| 228721340 
train MSR-1 16S ribosomal RNA, partial sequence 
SR-1 Bacteria; Proteobacteria; Alphaproteobacter 

1413031 1412978 52 104 gi| 224581450 
S ribosomal RNA, partial sequence 1411537 14130 
ammaproteobacteria; Alteromonadales; Pseudoalter 

1478523 1478470 32 85 gi| 219878440 


1658880 16603 


219846881 
equence 
teria; Rho 
219846858 
ence 30950 
dales; Suc 
219846765 
quence 
hlamydiace 
219846561 


ocyclaceae 
219846420 
ce 37209 


ales; Corynebacterineae; M 

219846299|ref|NR_025889.1 
3893217 38946 

nellaceae; Bartonella. 

265678803 |ref|NR_029108.1 


376697 378215 Agromyces 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
243600 Bacteria_16S 


228717704 


itrosomona 
219878254 
artial seq 
ridae; Act 


illus. 
219878371 
quence 
bacteria; 


219878435 


onaceae; G 
219878411 


ref |NR_026473.1 
3060645 306213 
docyclales; Rhod 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_026153.1 
; Thauera. 
ref|NR_026011.1 
52 3722442 Mycoba 


ulmi Bacter 


eplasma. 
NR_027566.1 
nas eutropha 
ae; Nitrosom 
ref |NR_025393.1 
uence 123486 
inomycetales; Co 


ref 
somo 
dace 


ref|NR_027605.1 
1339181 134062 
ia; Rhodospirill 


ref |NR_027234.1 
omonadaceae; Alg 
ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


ref|NR_025574.1 


rimontia. 


ref 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Parachlamydia 
7 Parachlamydia 
a. 
Thauera aromatica 


v 


32 Thauera aromatica Bacteria; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

519497 519440 43 99 gi|265678706|ref|NR_029011.1| Photorhabdus 
» kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

e; Photorhabdus. 

556147 556094 52 104 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
6S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

557689 557636 52 104 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
6S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

559233 559180 52 104 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
6S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

639479 639418 44 104 gi|265678625|ref|NR_028930.1| Stenotrophomonas 

e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 

764331 764278 52 104 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

986285 986229 31 85 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 
6S ribosomal RNA, complete sequence 984769 986285 Acholeplasma vituli Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 
onas. 

Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Magnetospirillum 
3 Magnetospirillum 


ales; Rhodospirillaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Lactobacillus spicheri 
spicheri Bacteria; 


Alicycliphilus 
2 Alicycliphilus 


Comamonadaceae; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Pseudomonas cannabina 


NR_025550.1 


strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 1695461 Pseudomonas cannabina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


243600 Bacteria_16S 


strain TO1 16S ri 


Proteobacteria; G 
243600 Bacteria_16S 


strain NF11 16S r 


Proteobacteria; G 
243600 Bacteria_16S 


strain NF23 16S r 
Proteobacteria; 


strain SPR2 16S r 


stellifer strain 
Bacteria; Firmicu 


243600 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


243600 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


16S r 
Bacil 


strain 581 
Firmicutes; 


243600 Bacteria_16S 
n CFBP 5705 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


243600 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


243600 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


243600 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


strain IFO15566 1 
Firmicutes; Bacil 


243600 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


243600 Bacteria_16S 


G 


1697002 1696949 52 


1723000 1722947 52 


1724541 1724488 52 


1759619 1759578 40 


1801738 1801693 40 


tes; Bacillales; 


1919035 1918990 40 
bacillales; 
1931309 1931256 52 
1975165 1975120 40 


lales; Planococcaceae; 


2235444 2235391 52 
ria; Proteobacteria; 


2259881 2259832 36 


bacillales; 
2716057 2716004 52 
eria; Proteobacteria; 


2862679 2862634 40 


2873583 2873538 40 


lales; Bacillaceae; 


2879895 2879850 40 


laceae; Bacillus. 
2975426 2975373 52 


104 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


104 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; 


104 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; 
243600 Bacteria_16S 


81 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
243600 Bacteria_16S 


85 


IS1 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


85 


104 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Moritellaceae; 
243600 Bacteria_16S 


85 


ibosomal RNA, partial sequence 


104 


85 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


104 


85 


2 
n ATCC 14669 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 
243600 Bacteria_16S 2 
6S ribosomal RNA, partial sequence 2872057 28735 
Bacillus. 


85 


85 


104 


strain PCl 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


flavithermus stra 


flavithermus Bacteria; 
243600 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


243600 Bacteria_16S 
intestinalis strain KMS2 
intestinalis Bacteria; Proteobacteria; 


Desulfovibrio. 


243600 Bacteria_16S 
heliothermus strain EL-2 


Antarctobacter. 


243600 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; 
243600 Bacteria_16S 


2999817 2999772 40 
Firmicutes; 
3117627 3117574 52 
star-1 


ia; 


3152185 3152144 44 


3162911 3162870 44 


3164379 3164338 44 
172 16S 


3199564 3199523 44 


Bacillales; 


85 


104 


85 


85 


85 


ribosomal RNA, partial sequence 
Rhodobacterales; 


85 


gi|219878410 


1695512 16970 


gi| 219878393 


1721510 1723000 Psychrobacter 


gi|219878392 


1723051 1724541 Psychrobacter 


gi| 219878366 


1758120 17596 


gi|219878335 


gi|219878249 


16S ribosomal RNA, partial sequence 1917484 19190 


Lactobacillaceae; Pediococcus. 


gi| 219878241 


1929813 19313 


gi| 219878212 


1973642 19751 
Marinibacillus. 


gi| 219857576 


gi|219857560 


gi|219857178 


in MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi| 219856883 


gi|219856876 


gi| 219856872 


somal RNA, partial sequence 2878366 2879894 Bacillus 


gi|219846940 
2973936 29754 


gi|219846924 


in DSM 2641 16S ribosomal RNA, partial sequence 
Bacillaceae; 


gi|219846844 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi| 219846821 


16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Desul 


gi|219846814 


19 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; 


219846813 
31629 


gi 


gi|219846789 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequen 


magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; 


Magnetospirillum. 


243600 Bacteria_16S 


3247949 3247904 40 


85 


Rh 


gi|219846756 


aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 


aeronauticum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Pep 


Pseudomonadales; 


Pseudomonadales; 


sequence 
Burkholderiales; 


Anoxybacillus. 


Alteromonadales; 


Rhodobacterales; 


Rhodobacteraceae; 


ref|NR_025549.1 


ref|NR_025532.1 


ref|NR_025531.1 


ref|NR_025505.1 


ref|NR_025474.1 


ref |NR_025388.1 


ref|NR_025380.1 
Moritella. 


ref|NR_025351.1 


ref |NR_025164.1 
2233956 223544 


ref |NR_025148.1 


ref|NR_024806.1 
2714566 271605 


ref |NR_024702.1 
2861171 286267 


ref |NR_024695.1 


ref|NR_024691.1 


flexus Bacte 


ref|NR_026532.1 
Pseudomon 
ref|NR_026516.1 

2998293 299981 


ref |NR_026436.1 

3116131 311762 
Psychr 
ref|NR_026413.1 
150676 315218 
fovibrionales; D 


Ww 


ref|NR_026406.1 
161511 316291 


Rhod 


Ww 


ref|NR_026405.1 
61 3164378 Roseov: 
Roseovari 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


Comamonadaceae; 


Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
Pseudomonas. 


Psychrobacter luti 


luti Bacteria; 


Psychrobacter. 


Psychrobacter fozii 


fozii Bacteria; 


Psychrobacter. 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Paenibacillus 


1800219 1801737 Paenibacillus stellifer 
Paenibacillus. 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Streptococcus iniae 


2258345 2259880 Streptococcus iniae Bacteria; 
Streptococcus. 


Psychrobacter 
7 Psychrobacter 


Moraxellaceae; 


Curvibacter 

8 Curvibacter 
Curvibacter. 
Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus flexus strain 
ria; Firmicutes; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
243600 Bacteria_16S 


as. 
Anoxybacillus 
6 Anoxybacillus 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Magnetospirillum 

3 Magnetospirillum 
Rhodospirillaceae; 


ref|NR_026348.1 
3246473 324794 
tococcaceae; Des 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 


243600 Bacteria_ 


gelidimarina stra 
gelidimarina Bact 


243600 Bacteria_ 


lipolyticum strai 
Proteob 


Bacteria; 
243600 Bacteria_ 


alimentarius stra 
alimentarius Bact 


Psychrobacter. 
243600 Bacteria_ 


strain SW-120 16S 
G 


Proteobacteria; 
243600 Bacteria_ 


strain SW-117 16S 
G 


Proteobacteria; 
243600 Bacteria_ 


HDS1-1 16S riboso 
Gammaproteobacter 


243600 Bacteria_ 


strain CHPA-2 16S 
Tenericutes; Moll 


243600 Bacteria_ 


strain CC-1 16S r 
Ther 


Thermotogae; 
243600 Bacteria_ 


vestfoldensis str 
vestfoldensis Bac 


Loktanella. 


243600 Bacteria_16S 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
243600 Bacteria_16S 
odorimutans strai 
odorimutans Bacte 


Anaerovorax. 


243600 Bacteria_16S 
luminescens subsp 
Photorhabdus luminescens subsp. 


Enterobacteriales 


243600 Bacteria_16S 


strain IMI 359870 
Proteobacteria; 


243600 Bacteria_16S 
strain B4P 16S ri 
B 


Proteobacteria; 


243600 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


243600 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; 


strain KK19 16S r 
Firmicutes; Bacil 


243600 Bacteria_16S 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


243600 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


243600 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


243600 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


243600 Bacteria_16S 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 


B 


G 
243600 Bacteria_16S 


16S 3658911 3658866 60 104 


eria; 
16S 


Proteobacteria; 


4003540 4003487 52 104 gi 


16S 4023213 4023160 52 104 gi 


eria; Proteobacteria; 


16S 4029252 4029199 52 104 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
16S 4030802 4030749 52 104 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
16S 4047516 4047459 43 99 
mal RNA, partial sequence 


gi 


gi 


gi 


16S 4181447 4181402 40 85 


ribosomal RNA, partial sequence 


gi 


acteria; Proteobacteria; 


’ 


Photorhabdus. 
943233 943189 41 85 


Enterobacteriaceae; 
gi 


gi 
in ACAM 456 16S ribosomal RNA, partial 
Gammaproteobacte 


n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 


in JG-100 16S ribosomal RNA, partial s 
Gammaproteobacte 


s 


s 


train KMM 3635 16S ribosomal RNA, part 
Gammaproteoba 


219846466 
sequence 
ria; 
219846223 
nce 
les; 
219846208 
equence 
ria; 


219846204 


4027757 40292 
wanellac 


he 
219846203 


4029306 40308 
wanellac 


he 
219846189 


4045996 4047515 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


219846092 


4179947 41814 


265678417 


Alter 


40020 
Vibri 


Pseud 


ial sequen 
cteria; Al 


ref|NR_026058.1 


omon 
ref 


adales; 
NR_025813.1 


onac 
ref 


eae; 
NR_025798.1 
omonadales; 
ref|NR_025794.1 


Shewanella 
NR_025793.1 


eae; 
ref 


Shewanella. 
NR_025779.1 
urae Bacter 


eae; 
ref 
oO ez 


ref |NR_025682.1 


ce 546976 54845 
teromonadales; 


8 
P 


ref |NR_028719.1 


3657404 365891 
Shewanellaceae; 


46 4003543 Photob 
Photoba 


4021723 402321 
Mora 


i 


Shewanella 
0 Shewanella 
Shewanella. 

Photobacterium 
acterium lipolyticum 
cterium. 

Psychrobacter 
6 Psychrobacter 
xellaceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
16S 331512 331460 29 81 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
ibosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
motogales; Thermotogaceae; Geotoga. 
16S 504304 504265 46 85 gi|265678716|ref|NR_029021.1]| Loktanella 
ain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
548458 548410 37 85 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 


Pseudoalteromonas 
seudoalteromonadaceae; 


665186 665142 41 85 gi|265678606|ref|NR_028911.1| Anaerovorax 

n NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 

ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
725775 725731 41 85 gi| 265678565 |ref|NR_028869.1| Photorhabdus 

- akhurstii strain FRGO4 16S ribosomal RNA, partial sequence 724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Comamonas terrigena 


4214764 421626 


16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

1425252 1425208 41 85 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
bosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1466434 1466390 41 85 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
ibosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

1963187 1963136 33 85 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
ibosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

2048708 2048664 41 85 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
ibosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

2057921 2057881 41 81 gi|219878153|ref|NR_025292.1| Streptomyces 
n DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2413211 2413163 37 85 gi|219857452|ref|NR_025040.1| Methylosarcina 
ain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 
teria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

2565709 2565658 33 85 gi|219857291|ref|NR_024922.1| Eubacterium 
train DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

3013442 3013402 40 80 gi|219846915|ref|NR_026507.1| Marmoricola 
n BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Marmoricola. 

4216270 4216226 41 85 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 


9 Pseudoalteromonas 


paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


243600 Bacteria_16S 


strain R18165 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
243600 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


orbiscindens stra 
Bacteria; Firmicu 


strain Al 16S rib 


in 265 16S ribosomal RNA, partial sequ 
tes; 
243600 Bacteria_16S 

in 265 16S ribosomal RNA, partial sequ 
tes; 
243600 Bacteria_16S 

osomal RNA, partial sequence 


4238961 4238921 41 
ribosomal RNA, 


81 
complete sequence 


gi 


24177 24134 42 85 gi 


Clostr 
gi 


Clostridia; Clostridiales; 
24227 24184 42 85 


Clostr 
gi 


Clostridia; Clostridiales; 
759812 759773 46 85 


219846043 
4237444 42389 
nomycineae 
265679048 
ence 22677 
idiaceae; 
265679048 
ence 22677 
idiaceae; 
265678540 
758305 75981 


ref|NR_025633.1| Actinomyces dentalis 
60 Actinomyces dentalis Bacteria; 


; Actinomycetaceae; Actinomyces. 
ref |NR_029356.1| Clostridium 

24226 Clostridium orbiscindens 
Clostridium. 
ref |NR_029356.1| Clostridium 

24226 Clostridium orbiscindens 
Clostridium. 
ref|NR_028844.1| Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

243600 Bacteria_16S 1640470 1640431 42 81 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
243600 Bacteria_16S 1663457 1663418 42 81 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 

243600 Bacteria_16S 1666520 1666481 42 81 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

243600 Bacteria_16S 1689236 1689193 42 85 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243600 Bacteria_16S 1707731 1707688 42 85 gi| 219878403 |ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 1729014 1728975 42 81 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
243600 Bacteria_16S 1789520 1789481 42 81 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

243600 Bacteria_16S 1824837 1824794 42 85 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

243600 Bacteria_16S 1849249 1849210 42 81 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

243600 Bacteria_16S 1895095 1895056 46 85 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
Desulfomicrobium. 

243600 Bacteria_16S 2009296 2009253 42 85 gi|219878190|ref|NR_025329.1| Buttiauxella 
ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

243600 Bacteria_16S 3063601 3063562 46 85 gi|219846880|ref|NR_026472.1| Sulfitobacter 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

243600 Bacteria_16S 3079983 3079940 42 85 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

243600 Bacteria_16S 3081559 3081516 42 85 gi|219846868|ref|NR_026460.1| Desulfurella 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

243600 Bacteria_16S 3083135 3083092 42 85 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 

243600 Bacteria_16S 3125184 3125145 46 85 gi|219846839|ref|NR_026431.1| Hyphomicrobium 


denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


3123738 3125183 Hyphomicrobium 


243600 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


243600 Bacteria_16S 


strain DSM 3963 1 


strain ATCC 70062 
Firmicutes; Lacto 


243600 Bacteria_16S 


australicum strai 
australicum Bacte 


243600 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


243600 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


243600 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


243600 Bacteria_16S 


translucida strai 
translucida Bacte 
Pseudoalteromonas 


243600 Bacteria_16S 


cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


243600 Bacteria_16S 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


243600 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


243600 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


243600 Bacteria_16S 
luminescens subsp. 


3128142 3128103 46 85 gi 

ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3172015 3171956 41 99 gi 


Deinococci; Deinococcales; Deinoco 

3181088 3181045 42 85 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3264383 3264344 46 85 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3287141 3287098 42 85 gi 


ridia; Clostridiales; Clostridiaceae; 
3966789 3966750 46 85 gi 
GIFU 11526 16S ribosomal RNA, partial 


ia; Proteobacteria; Alphaproteobacteri 


4175288 4175249 46 85 gi 
in GRUA-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4214714 4214671 42 85 gi 
n KMM 520 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1489 1451 43 81 gi 
34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
3030 2992 43 81 gi 
28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
60571 60525 59 104 
bosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; X 
62119 62073 59 104 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
517932 517890 43 85 gi 
thracensis strain 39-8 16S ribosomal 


gi 


6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 
243600 Bacteria_16S 


16S ribosomal RNA, partial sequence 3285670 32871 


59080 


60630 


219846837 
uence 

a; Rhizobi 
219846807 


ccaceae; D 
219846801 
31795 


219846745 
al sequenc 
ia; Rhizob 
219846730 


Clostridiu 
219846248 
sequence 
a; Sphingo: 


219846097 
equence 
lasmatales 
219846065 
equence 
ia; Altero 


265679063 

1 
ales; Pseu 
265679062 

1539 
ales; Pseu 
265679024 
60579 
anthomonad 
265679023 
62129 
anthomonad 
265678707 
RNA, comp 


ref 


w 


ref 


ref 


ref 


ref 


m. 


ref 
4 


a 
ref 


ref 


ref 


dono 


ref 


acea 
ref 


acea 
ref 
lete 


ales 


e 3262929 32643 
iale 


3965346 39667 
mona 


173799 41752 
En 
4213214 42147 


mona: 


1489 
dono 


3029 


NR_026429.1 


126704 312814 
Hyphomicro 


’ 


NR_026399.1 


coccus. 
NR_026393.1 


83 3181087 Fackla 


NR_026337.1 
8 
Ss; Hyphomic 
NR_026322.1 


NR_025838.1 
8 
dales; Sphi 
NR_025687.1 
8 
tomoplasmat 
NR_025655.1 
1 
dales; Pseu 
NR_029371.1 
Sacch 
cardineae; 


NR_029370.1 
Sacch 


cardineae; P 


NR_029332.1 


e; Xanthomon 
NR_029331.1 


e; Xanthomon 
NR_029012.1 
sequence 


xr 


n 


a 


d 


a 
P 


a 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 
eino 


Facklamia hominis 
mia hominis Bacteria; 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Clostridium pascui 


40 Clostridium pascui Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 
Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 


seudonocardiaceae; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


243600 Bacteria_16S 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


243600 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


243600 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


243600 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


243600 Bacteria_16S 


strain YLM-32 16S 
Actinobacteria; A 


243600 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


243600 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


; Enterobacteriaceae; Photorhabdus. 


563848 563802 59 104 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
641027 640981 59 104 

ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
692520 692478 43 85 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


gi 


799715 799661 31 85 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
1077479 1077441 37 75 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1313033 1312987 59 104 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


gi 


1417583 1417545 43 81 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


243600 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; 


Firmicutes; 


639529 64105 


798207 79971 
elotrichac 


1075986 10774 
ococcineae 


eria; 


265678677 
sequence 
ia; Acidit 


265678624 


seudomonad 
265678588 
sequence 

ia; Entero 


265678513 


265678325 


228721465 
sequence 
Xant 


224581447 
14160 


ales; Pseu 


1492248 1492206 43 85 gi 
M1 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 


ref 


hiob 


ref 


ref 


bact 


ref 


eae; 
ref 


7 Ra 
ref 


homo 


ref 


dono 


219846902 


ref 


562358 56385 


691014 69252 


4 Turicibacter 


1311542 13130 


93 1417582 Sacch 


NR_028982.1 
1 
acillales; 


NR_028929.1 


e; Pseudomon 
NR_028893.1 
0 
& 


eriales; En 


NR_028816.1 


Turicibacte 
NR_028627.1 


robacteracea 
NR_027606.1 
4 
nadales; Xan 
NR_027229.1 
a 


cardineae; P 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 
acea 


as. 

Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Turicibacter sanguinis 


sanguinis Bacteria; 


r. 
Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


NR_026494.1 


Clostridium 


1490749 1492247 Clostridium saccharolyticum 


Clostridiaceae; 


Clostridium. 


243600 Bacteria_16S 


strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


243600 Bacteria_16S 


strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


243600 Bacteria_16S 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
243600 Bacteria_16S 


agarexedens strain DSM 1327 16S ribosomal RNA, partial 
Bacillales; 


agarexedens Bacteria; 
243600 Bacteria_16S 


1654217 1654171 59 


1655764 1655718 59 


1732063 1732025 43 


1780620 1780578 43 


Firmicutes; 
1815588 1815542 59 


104 


104 


81 


85 


104 


LMG 19981 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


243600 Bacteria_16S 
strain CF-25 16S 


243600 Bacteria_16S 
lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 

243600 Bacteria_16S 
pneumoniae strain 


243600 Bacteria_16S 


strain LMG 471 16S ribos 
Proteobacteria; Gammaproteobacteria; 


243600 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


243600 Bacteria_16S 


strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 


243600 Bacteria_16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


243600 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
243600 Bacteria_16S 


strain LMG 690 16S ribos 


Proteobacteria; 
243600 Bacteria_16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


243600 Bacteria_16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


243600 Bacteria_16S 


strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 


243600 Bacteria_16S 


Bacteria; 


1958566 1958528 42 


2625755 2625709 59 


2983056 2983002 38 


3182627 3182581 59 


3184179 3184133 59 


3185731 3185685 59 


3187283 3187237 59 


3188835 3188789 59 
Proteobacteria; 


3190387 3190341 59 


3191939 3191893 59 


3193491 3193445 59 


3195041 3194995 59 


3196593 3196547 59 


80 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


104 


strain RP5557 16S ribosomal RNA, partial 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


91 


TW-183 16S ribosomal RNA, partial sequence 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; 


104 


omal RNA, partial sequence 


104 


somal RNA, partial sequence 3182688 31841 


104 


omal RNA, partial sequence 


104 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


104 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


104 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


104 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


104 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


104 


somal RNA, partial sequence 3193552 31950 
Xanthomonadales; Xanthomonad 


104 


strain LMG 736 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


243600 Bacteria_16S 


thoraltensis strain S69 16S ribosomal RNA, partial sequence 32160 
Streptococcaceae; 


Bacteria; Firmicutes; 
243600 Bacteria_16S 
glycolicus strain 


Desulfofustis. 
243600 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


243600 Bacteria_16S 


3217590 3217542 35 


Lactobacillales; 
3238918 3238864 31 


3291658 3291612 59 


3293210 3293164 59 


83 


85 


PerGlyS 16S ribosomal RNA, complete sequence 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; 


104 


104 


strain LMG 708 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


243600 Bacteria_16S 


3294762 3294716 59 


104 


strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


gi|219878439 
1652728 16542 


gi|219878438 
1654275 16557 
gi|219878387 


219878350 
sequence 


gi 


Paenibacillaceae; Paenibacillus. 


gi|219878326 
1814099 18155 


gi|219878223 
1957067 19585 


219857248 
sequenc 


gi 


gi|219846935 
Chl 
gi|219846800 
3181138 31826 


gi|219846799 


gi|219846798 
3184240 31857 


gi| 219846797 
3185792 31872 


gi|219846796 
Xantho: 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 


gi|219846792 


gi|219846791 
3195102 31966 


gi| 219846776 


Streptoc 
219846762 


gi 


gi|219846727 


gi| 219846726 
3291719 32932 


Actinomycetales; 


Desulfobacterales; 


ref|NR_025578.1 


ref|NR_025577.1 


ref|NR_025526.1 
1730570 173206 


ref |NR_025489.1 
1779107 178061 


ref|NR_025465.1 


ref |NR_025362.1 
65 Arthrobacter 


ref |NR_024878.1 
@ 2624254 262575 


ref|NR_026527.1 

2981577 298305 
amydophila. 
ref |NR_026392.1 


Xanthomon 
ref|NR_026391.1 
Xanthomon 
NR_026390.1 


ref 


Xanthomon 
ref |NR_026389.1 
aceae; Xanthomon 
ref |NR_026388.1 

3187344 318884 
monadales; Xanth 
ref|NR_026387.1 
aceae; Xanthomon 
ref|NR_026386.1 


aceae; Xanthomon 
ref|NR_026385.1 


aceae; Xanthomon 
ref|NR_026384.1 


aceae; Xanthomon 
ref|NR_026383.1 


aceae; Xanthomon 
ref|NR_026368.1 
71 3217589 Strept 
occus. 
ref|NR_026354.1 

3237371 323891 
Desu 
ref|NR_026319.1 
aceae; Xanthomon 
ref|NR_026318.1 


aceae; Xanthomon 


gi| 219846725 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 
Thermomonas. 


Thermomonas fusca 


71 Thermomonas fusca Bacteria; 
Thermomonas. 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Paenibacillus 
9 Paenibacillus 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
Fulvimonas. 


Arthrobacter luteolus 


luteolus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Chlamydophila 
5 Chlamydophila 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Streptococcus 
ococcus thoraltensis 


Desulfofustis 
7 Desulfofustis 


lfobulbaceae; 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 


ref |NR_026317.1 


Xanthomonas axonopodis 


3293271 3294772 Xanthomonas axonopodis Bacteria; 


243600 Bacteria_16S 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


243600 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


243600 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


243600 Bacteria_16S 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


243600 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


243600 Bacteria_16S 


boenickei strain 
Bacteria; Actinob 
Mycobacterium. 


243600 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


243600 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


243600 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


243600 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


243600 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


243600 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


243600 Bacteria_16S 


strain RE35F/1 16 
Proteobacteria; A 


243600 Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hydro 


strain 2 16S ribo 
Proteobacteria; B 


243600 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


243600 Bacteria_16S 


strain DAPP-PG 22 
Proteobacteria; A 


243600 Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 


243600 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


243600 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


243600 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


3296312 3296266 59 104 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
3593667 3593619 37 85 gi 
ridia; Clostridiales; Clostridiaceae; 
68132 68099 52 85 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


163814 163770 35 80 gi 
n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


373608 373575 52 85 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


481121 481084 44 81 gi 
W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


521024 520987 43 80 gi 
R-9192 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
698530 698497 52 85 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
872758 872725 52 85 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


893732 893699 52 85 gi 
etaproteobacteria; Burkholderiales; Bu 
895267 895234 52 85 gi 


etaproteobacteria; Burkholderiales; Bu 
896802 896769 52 85 gi 


etaproteobacteria; Burkholderiales; Bu 
909157 909124 52 85 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


944793 944752 44 85 gi 


etaproteobacteria; Burkholderiales; Co: 
989446 989397 37 85 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1078967 1078934 52 85 gi 
4 16S ribosomal RNA, partial sequence 

lphaproteobacteria; Sphingomonadales; 

1172850 1172813 48 85 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 
1230255 1230202 52 104 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1233288 1233255 52 85 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1398031 1397998 52 85 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


gi 


243600 Bacteria_16S 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingobium. 


1408470 1408437 52 85 


6S ribosomal RNA, partial sequence 3592199 35936 


16S ribosomal RNA, partial sequence 892248 89373 


16S ribosomal RNA, partial sequence 893783 89526 


16S ribosomal RNA, partial sequence 895318 89680 


907717 90916 


987916 98944 


1228770 12302 


219846724 
equence 
ia; Xantho 


219846513 


ales; Cory 
265678705 
ence 51954 
s; Flavoba 
265678584 
nce 69711 
terales; C 
265678464 
sequence 
ria; Rhodo 


265678449 


rkholderia 
265678448 


rkholderia 
265678447 


rkholderia 
265678439 


Erythrobac 
265678416 


mamonadace 
265678385 


Enterobac 
265678324 

10775 
Sphingomon 
228719312 
ence 11713 
istia; Syn 


219878280 


seudomonad 
219878271 
quence 
cteria; Rh 
228715764 
uence 
bacteria; 


219846657 


gi 


ref|NR_026316.1 
3294823 329632 
monadales; Xanth 


Xanthomonas 
2 Xanthomonas 
omonadaceae; 


ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 


Clostridium. 
265679019|ref|NR_029327.1| Sphingomonas 
sequence 66694 68135 Sphingomonas 
cteria; Sphingomonadales; Sphingomonadaceae; 
265678954|ref|NR_029262.1| Brevibacterium 
ence 162334 163815 Brevibacterium epidermidis 
ales; Micrococcineae; Brevibacteriaceae; 
265678806 |ref|NR_029111.1| Sphingomonas 
quence 372149 373610 Sphingomonas 
teria; Sphingomonadales; Sphingomonadaceae; 
265678731|ref|NR_029036.1| Mycobacterium 
nce 479623 481120 Mycobacterium boenickei 


nebacterineae; Mycobacteriaceae; 
ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_028767.1 

871314 872760 


spirillales; Ace 


Flavobacterium 
acterium micromati 
obacterium. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 
ceae; Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 
ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 


ceae; Pandoraea. 

ref|NR_028741.1| Erythrobacter citreus 
0 Erythrobacter citreus Bacteria; 
teraceae; Erythrobacter. 
ref|NR_028718.1] Hydrogenophaga flava 
genophaga flava Bacteria; 

ae; Hydrogenophaga. 

ref|NR_028687.1| Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
teriaceae; Citrobacter. 

ref |NR_028626.1| Sphingomonas melonis 
29 1078967 Sphingomonas melonis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_027582.1| Dethiosulfovibrio 

45 1172849 Dethiosulfovibrio 

ergistales; Synergistaceae; 


ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 
ref|NR_025410.1] Bartonella 

1231844 1233289 Bartonella 
izobiales; Bartonellaceae; Bartonella. 
NR_027539.1| Methylobacterium 
1396599 1398033 Methylobacterium 
Rhizobiales; thylobacteriaceae; 


ref 


s 


NR_026249.1| Sphingobium 
1407032 1408473 Sphingobium 
phingomonadales; Sphingomonadaceae; 


243600 Bacteria_16S 
faecalis strain g 
Proteob 
243600 Bacteria_16S 
americanum strain 
americanum Bacter 


Bacteria; 


Sinorhizobium/Ens 


243600 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 


Loktanella. 


243600 Bacteria_16S 


strain CM243 16S 


strain DSM 5901 1 


strain R-8904 16S 


strain LMG 1746 1 


strain LMG 1625 1 


strain vc 5 16S r 


thiooxidans strai 
thiooxidans Bacte 


243600 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
243600 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
243600 Bacteria_16S 


strain MCS 25 16S 


strain MCS 18 16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


243600 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


243600 Bacteria_16S 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
243600 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


243600 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
243600 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


1573472 1573439 52 85 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1581060 1581027 52 85 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 

1613208 1613175 52 85 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


le 
se 
a; 
1 
ri 


1616238 1616205 52 85 
ribosomal RNA, partial sequence 


gi 


au 


1648149 1648116 52 85 


gi 
Ac 


1649646 1649613 52 85 


gi 


ia; Rhodospirillales; Acetobacteraceae; 


1712258 1712225 52 85 gi 
ribosomal RNA, partial sequence 
ho 


1750360 1750327 52 85 


gi 
Ac 


1751852 1751819 52 85 


gi 
Ac 
1846164 1846131 52 85 
ibosomal RNA, partial sequence 


gi 


yp 
1879548 1879507 44 85 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1957013 1956980 52 85 gi 
ibosomal RNA, partial sequence 


ue 
a; 


Sphingomonadales; 
2016813 2016780 52 85 gi 
16S ribosomal RNA, partial sequence 

Sphingomonadales; 
2018283 2018250 52 85 gi 
ribosomal RNA, partial sequence 


Sp 


Sp 


YP 
2019755 2019722 52 85 


ribosomal RNA, partial sequence 


gi 


yp 
2021227 2021194 52 85 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


s 
ct 


2022716 2022683 52 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2024205 2024172 52 85 gi 
16S ribosomal RNA, partial sequence 


te 


au 
2094547 2094502 60 104 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


se 
te 


2118879 2118846 52 85 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 

2159597 2159564 52 85 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


Er 


Pp 
ob 


243600 Bacteria_16S 


strain YKJ-103 16 


219857383 


219878491 


219878468 


219878466 
1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
243600 Bacteria_16S 219878444 
6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243600 Bacteria_16S 
DSM 5900 16S ribo 
Alphaproteobacter 
243600 Bacteria_16S 


219878443 
somal RNA, partial sequence 1648203 1649649 Stell 


219878400 
1710844 17122 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
243600 Bacteria_16S 219878374 
6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243600 Bacteria_16S 219878373 
6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243600 Bacteria_16S 219878305 
1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


243600 Bacteria_16S 219878282 


219878224 
1955571 19570 


219878185 


219878184 
2016867 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
243600 Bacteria_16S 219878183 
2018337 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


243600 Bacteria_16S 219878182 


219878181 


219878180 


219878126 


219857656 
2117441 21188 


219857629 


15720 


Ss; Brady 


quence 


Rhizobi 


sequence 
a; Rhodo 


lobacter 


etobacte 


Stella. 


dobacter 


etobacte 


etobacte 


homonada 


nce 


Burkhol 


hingomon 


20 
hingo: 


153 
mon 


182 


homonada 


197 


homonada 


equen 
eria; 


ce 
Rh 


20 


rales; 


212 
c 


20 
lobac 


227 
ter 


quence 
ria; Xan 


ythrobac 


artial s 
acteria; 


2176400 2176367 52 85 
S ribosomal RNA, partial sequence 


gi 


219857616 
2174910 2176403 Psychrobacter jeotgali Bacteria; 


ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


v 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 
ref|NR_025605.1 


acea 
ref 


e; Woodshole 
NR_025583.1 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


ref|NR_025539.1 
58 Loktanella sal 
aceae; Loktanell 
ref|NR_025513.1 


race 
ref 


ae; Acetobac 
NR_025512.1 


race 
ref 


ae; Acetobac 
NR_025444.1 
ceae; Maricaulis 
ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref |NR_025363.1 


adaceae; Sphingo: 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref |NR_025323.1 
; Maricauli 
NR_025322.1 


ceae 
ref 
ceae; Maricauli 
ref |NR_025321.1 
2019809 202123 
odobacterales; H 


ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
NR_025265.1 
2093069 209454 
thomonadales; Xa 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025218.1 
equence 215819 
Rhodobacterales 


ref 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Loktanella salsilacus 
lsilacus Bacteria; 
a. 

Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Sphingomonas pituitosa 


16 Sphingomonas pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
s. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
s. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Thermomonas 

6 Thermomonas 
nthomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Paracoccus 
4 2159597 Paracoccus 


; Rhodobacteraceae; 


NR_025205.1 


Psychrobacter jeotgali 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


243600 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


243600 Bacteria_16S 


strain BG29 16S r 
Firmicutes; Clost 


243600 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


243600 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


243600 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
243600 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
243600 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


243600 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


243600 Bacteria_16S 


pomorum strain 3A 
Bacteria; Firmicu 


243600 Bacteria_16S 


strain IFO 16295 
Actinobacteria; A 


243600 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


243600 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


243600 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


243600 Bacteria_16S 


strain IFO 16238 
Actinobacteria; A 


243600 Bacteria_16S 


strain IFO 16068 
Actinobacteria; A 


243600 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


243600 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


243600 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


243600 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


243600 Bacteria_16S 


strain IFO 10550 
Proteobacteria; A 


243600 Bacteria_16S 


strain IFO 15498 
Proteobacteria; A 


A3 16S ribosomal RNA, partial sequence 


2267658 2267621 48 85 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2338652 2338611 44 85 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
2356918 2356870 37 85 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 

2458703 2458670 52 85 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


gi 


gi 
e; 


1 


2460194 2460161 52 85 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2461686 2461653 52 85 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2510014 2509981 52 85 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


Sp 


ue 


’ 


2528175 2528134 44 85 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2723689 2723644 40 85 gi 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Alicyclobacillaceae; 
2771551 2771514 38 75 gi 


ne 
oc 


Al 


ctinobacteridae; Actinomycetales; Coryne 
2786736 2786691 40 85 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2788315 2788270 40 85 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

2816748 2816715 52 85 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


ia 
cl 


ce 
Al 


eq 
ia 


2839470 2839426 35 80 gi 
ctinobacteridae; Actinomycetales; Micr 
2955655 2955618 44 81 gi 


oc 


ctinobacteridae; Actinomycetales; Cory 
2995168 2995135 52 85 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

3132536 3132503 52 85 gi 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


ne 


qu 


s 
ia 


3135502 3135469 52 85 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3175072 3175031 44 85 gi 


gi 


ho 


tes; Clostridia; Thermoanaerobacterale 


3210008 3209975 52 85 gi 


S; 


lphaproteobacteria; Sphingomonadales; Sp 


ob 


Sp 


R 


16S ribosomal RNA, partial sequence 2770058 27 


ia; 


219857555 
2266147 22676 


219857503 
2337153 23386 
Helioba 
219857490 
sequence 


acteria; 


219857411 
qu 
ia 


ence 


v 


219857410 
2458757 24601 
hingomon 
219857409 
2460248 24616 
hingomon 
219857371 


nce 


219857359 
25266 


e 
caceae; 


219857173 


27 
icycl 


221 
715 
bacte 


1 seq 
obaci 


27867 


uence 


, 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
occineae 
219856820 
16S ribosomal RNA, partial sequence 2954180 29556 
bacterin 
219846927 


ence 


’ 


219846834 


equence 


v 


219846832 
3134094 31355 


dobacter 


219846805 


31735 
Thermoa 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 


hingomon 


3211500 3211467 52 85 gi 


lphaproteobacteria; Sphingomonadales; Sp 


243600 Bacteria_16S 


3244944 3244911 52 85 gi 


219846781 
16S ribosomal RNA, partial sequence 3210062 32115 


hingomon 


219846758 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 


Desulfonatronovib 


r1o; 


Sphing 


hodospir 


oba 
219857137 
rin 
219857126 
uen 


lla 
219857125 


icycloba 
219856913 


Pseudo: 


Rhizob 


Rhizob 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


ref|NR_025091.1| Heliobacterium undosum 
51 Heliobacterium undosum Bacteria; 
cterium. 
ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


Desulfovibrio 
7 Desulfovibrio 
les; 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


ref |NR_024999.1 
2457264 245870 
omonadales; Sphi 


Sphingomonas koreensis 

97 Sphingomonas koreensis Bacteria; 

adaceae; Sphingomonas. 

ref|NR_024997.1| Sphingomonas aquatilis 

89 Sphingomonas aquatilis Bacteria; 

adaceae; Sphingomonas. 

ref|NR_024959.1|] Gluconacetobacter 
2508571 2510017 Gluconacetobacter 

illales; Acetobacteraceae; 


ref|NR_024998.1 


ref|NR_024947.1] Desulfotomaculum 

73 2528174 Desulfotomaculum alkaliphilum 

Desulfotomaculum. 

ref|NR_024801.1 

61 2723688 Alicyc 

cillus. 

ref|NR_024765.1| Rhodococcus jostii 

50 Rhodococcus jostii Bacteria; 

eae; Nocardiaceae; Rhodococcus. 

ref|NR_024754.1| Alicyclobacillus 

ce 2785219 2786735 Alicyclobacillus 

ceae; Alicyclobacillus. 

ref |NR_024753.1| Alicyclobacillus 

86 2788314 Alicyclobacillus herbarius 

cillus. 

ref |NR_024734.1 
2815260 281674 

monadales; Pseud 


Alicyclobacillus 
lobacillus pomorum 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


ref|NR_024717.1| Agromyces bracchium 
69 Agromyces bracchium Bacteria; 

; Microbacteriaceae; Agromyces. 

ref |NR_024639.1| Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026519.1| Agrobacterium 
2993732 2995168 Agrobacterium 

iales; Rhizobiaceae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


ref|NR_026426.1 
131100 313253 


iales; Phyllobac 


w 


ref|NR_026424.1| Paracoccus alkenifer 
01 Paracoccus alkenifer Bacteria; 
aceae; Paracoccus. 
ref|NR_026397.1| Thermoanaerobacter 
65 3175071 Thermoanaerobacter mathranii 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_026374.1| Sphingomonas mali 
11 Sphingomonas mali Bacteria; 
adaceae; Sphingomonas. 
ref |NR_026373.1| Sphingomonas 
03 Sphingomonas pruni Bacteria; 
adaceae; Sphingomonas. 
ref|NR_026350.1| Desulfonatronovibrio 
3243444 3244946 Desulfonatronovibrio 


pruni 


243600 Bacteria_16S 3314537 3314504 52 85 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

243600 Bacteria_16S 3364984 3364939 46 90 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 

243600 Bacteria_16S 3604432 3604399 52 85 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 

243600 Bacteria_16S 3677245 3677208 48 85 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

243600 Bacteria_16S 3684757 3684724 52 85 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

243600 Bacteria_16S 3687831 3687798 52 85 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 
strain GIH 16S ribosomal RNA, partial sequence 3686364 3687830 Mycoplasma yeatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

243600 Bacteria_16S 3689348 3689315 52 85 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 
strain VIS 16S ribosomal RNA, partial sequence 3687881 3689347 Mycoplasma cottewii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

243600 Bacteria_16S 3775928 3775895 52 85 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

243600 Bacteria_16S 3996082 3996049 52 85 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

243600 Bacteria_16S 3997576 3997543 52 85 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

243600 Bacteria_16S 3999066 3999033 52 85 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

243600 Bacteria_16S 4001992 4001959 52 85 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

243600 Bacteria_16S 4036947 4036914 52 85 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
243600 Bacteria_16S 4185950 4185905 40 85 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 


strain PIMN-1 16S 
Tenericutes; Moll 


243600 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


243600 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


243600 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


243600 Bacteria_16S 


brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 


243600 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
243600 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


243600 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
48317 48277 65 104 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
387398 387358 65 104 gi 
03 16S ribosomal RNA, partial sequence 


nc 
ir 


ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 
543899 543867 53 85 


Deinoco 
gi 


cc 


ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sphin 


243600 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


788951 788903 52 99 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 


gi 


4184459 41859 


265679032 


265678797 
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243600 Bacteria_16S 792040 792000 65 104 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

243600 Bacteria_16S 946359 946315 41 85 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

243600 Bacteria_16S 947923 947879 41 85 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

243600 Bacteria_16S 949485 949441 41 85 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

243600 Bacteria_16S 951050 951006 41 85 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

243600 Bacteria_16S 1044430 1044387 37 81 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

243600 Bacteria_16S 1197074 1197042 53 85 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

243600 Bacteria_16S 1227194 1227158 44 80 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

243600 Bacteria_16S 1658829 1658781 52 99 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243600 Bacteria_16S 1680146 1680110 45 81 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 

243600 Bacteria_16S 1693918 1693878 45 85 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

243600 Bacteria_16S 1700102 1700054 52 99 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243600 Bacteria_16S 1741237 1741201 45 81 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
243600 Bacteria_16S 1794116 1794068 52 99 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243600 Bacteria_16S 1797155 1797107 52 99 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243600 Bacteria_16S 1847712 1847664 52 99 gi|219878304|ref|NR_025443.1]| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

243600 Bacteria_16S 1878010 1877970 41 81 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

243600 Bacteria_16S 1899752 1899720 53 85 gi|219878264|ref|NR_025403.1| Brackiella oedipodis 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Brackiella oedipodis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 

243600 Bacteria_16S 1909817 1909777 45 85 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

243600 Bacteria_16S 1929760 1929720 65 104 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

243600 Bacteria_16S 1960117 1960081 44 80 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

243600 Bacteria_16S 2033166 2033126 45 85 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

243600 Bacteria_16S 2153602 2153570 53 85 gi|219857633|ref|NR_025222.1| Albidovulum 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 


2152193 215360 


1 Albidovulum 
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16S 2520613 2520581 53 85 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ibosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 
2544226 2544182 41 85 gi| 219857348 |ref|NR_024936.1| Hydrogenophaga 
CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
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02 Vibrio rumoiensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243600 Bacteria_16S 2969288 2969252 44 80 gi| 219846945 |ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 

243600 Bacteria_16S 3002947 3002907 45 85 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
243600 Bacteria_16S 3031575 3031539 49 85 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
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243600 Bacteria_ 


strain N2 16S ri 


Proteobacteria; Alphapro 
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1113790 1113755 45 80 gi|265678300|ref|NR_028601.1| Microbacterium 
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ref|NR_024967.1| Sporobacterium 
25 2505435 Sporobacterium olearium 
Sporobacterium. 
ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref|NR_026296.1 


Thermosyntropha 
syntropha lipolytica 
opha. 
Thermoanaerobacterium 


aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Incertae Sedis; 


Thermoanaerobacterium. 


243600 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


243600 Bacteria_16S 
lipolyticus strai 
lipolyticus Bacte 


Marinobacter. 


4107819 4107780 46 


85 


ibosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


gi 


4106362 41078 


219846148 


4192089 4192050 66 104 gi|219846081 
n SM-19 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Gammaproteobacter 


ia; Alteromona 


ref|NR_025738.1 
18 Acholeplasma 
eplasma. 

NR_025671.1 
190616 41920 
dales; Alte 


ref 


rs 


8 
xr 


Acholeplasma pleciae 
pleciae Bacteria; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


243600 Bacteria_16S 22616 22590 59 85 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

243600 Bacteria_16S 31857 31831 59 85 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

243600 Bacteria_16S 71120 71094 59 85 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

243600 Bacteria_16S 92001 91975 59 85 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

243600 Bacteria_16S 107472 107446 59 85 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

243600 Bacteria_16S 154664 154638 59 85 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

243600 Bacteria_16S 156232 156206 59 85 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 206743 206717 59 85 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
243600 Bacteria_16S 251249 251223 59 85 gi|265678895|ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

243600 Bacteria_16S 272179 272153 59 85 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

243600 Bacteria_16S 345416 345390 59 85 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243600 Bacteria_16S 381245 381219 59 85 gi|265678801|ref|NR_029106.1| Lactobacillus 
delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


243600 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


243600 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


243600 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


243600 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


243600 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


243600 Bacteria_16S 
picturae strain R 


Bacteria; Firmicu 


243600 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


243600 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; 


Gammaproteobacteria; Enterobacteriales; 
243600 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 


indicus Bacteria; 


265678742 
sequence 

ia; Rhizob 
265678719 
ence 49817 
riales; Co 


464362 464336 59 85 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
499672 499646 59 85 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
522548 522514 46 80 gi| 265678704 
n R-9106 16S ribosomal RNA, partial sequence 
ria; Bacteroidetes; Flavobacteria; Flavobacteria 
533175 533149 59 85 gi| 265678697 
S ribosomal RNA, partial sequence 531745 53318 
lales; Bacillaceae; Bacillus. 

584838 584812 59 85 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


265678663 
equence 
ria; Rhodo 


607428 607402 59 85 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanobacillus. 

634874 634848 59 85 gi| 265678628 
6S ribosomal RNA, partial sequence 633402 63487 


265678647 
nce 60592 


obacteriales; Fusobacteriaceae; Fusobacterium. 
717968 717916 31 85 gi| 265678570 
bosomal RNA, partial sequence 716437 71796 


Enterobac 


Firmicutes; 


Lactobacil 


ref |NR_029047.1 

462905 46436 
iales; Xanthoba 
ref |NR_029024.1 
8 499679 Hydro 
mamonadaceae; H 
ref|NR_029009.1 

521077 52255 
les; Flavobacte 
ref|NR_029002.1 
2 Bacillus dren 


3 Fusobacterium 


ref|NR_028875.1 
8 Enterobacter 
teriaceae; Ente 


815059 815013 59 104 gi| 265678503 


ref|NR_028806.1 


1 
c 


1 
xr 


lales; Lactobacillaceae; 
Ancylobacter 
Ancylobacter 

teraceae; Ancylobacter. 
Hydrogenophaga 
enophaga defluvii 


g 
ydrogenophaga. 


Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 
Bacillus drentensis 
tensis Bacteria; 


ref|NR_028968.1] Paracoccus 

583422 584837 Paracoccus 
bacterales; Rhodobacteraceae; 
ref|NR_028952.1| Oceanobacillus 
0 607435 Oceanobacillus picturae 
ref |NR_028933.1| Fusobacterium equinum 


equinum Bacteria; 


Enterobacter pyrinus 
pyrinus Bacteria; 


robacter. 


Thioalkalimicrobium 


813559 815058 Thioalkalimicrobium cyclicum 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


243600 Bacteria_16S 
strain VPI D 75 B 
Clost 
243600 Bacteria_16S 
halorespirans str 


Firmicutes; 


halorespirans Bac 
Sulfurospirillum. 


243600 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


243600 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


243600 Bacteria_16S 
pseudoavium strai 
pseudoavium Bacte 
243600 Bacteria_16S 
Sapovorans strain 


Bacteria; Firmicu 


243600 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


243600 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


243600 Bacteria_16S 


stercorihominis D 
stercorihominis D 


243600 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


243600 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


243600 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


243600 Bacteria_16S 


metallireducens s 
metallireducens B 


243600 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


243600 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


243600 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


243600 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


243600 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


243600 Bacteria_16S 


subsp. ureaphilum 
facile subsp. ure 
Hyphomicrobium. 


243600 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


243600 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


828722 828696 59 85 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
866668 866642 59 85 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


e 


932379 932353 59 85 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
938589 938551 47 85 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


, 


963399 963373 59 85 gi 
n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
994134 994108 59 85 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1157636 1157610 59 85 gi 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1165242 1165216 59 85 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1183427 1183401 59 85 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1221109 1221083 59 85 gi 


ph 


nc 
ba 


ne 


qu 
di 


bacillales; Carnobacteriaceae; Allofusti 
1225664 1225638 59 85 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1237871 1237845 59 85 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1245421 1245395 59 85 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1260347 1260293 46 99 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 


1284276 1284250 59 85 gi 


1 
pt 


en 
sp 


1 
ri 


en 
oc 


etaproteobacteria; Burkholderiales; Burk 
1285830 1285804 59 85 gi 
ain YKJ-115 16S ribosomal RNA, partial 


teria; Firmicutes; Bacillales; Jeotgal 


s 
ic 


265678494 


265678424 
tial seque 
lostridial 
265678420 
uence 

Alteromo 


265678403 
uence 

rococcacea 
265678382 
ce 
228721492 
228720667 
1163739 11652 
228717350 
219878362 


6S ribosomal RNA, partial sequence 1219617 12211 


219878314 


219878251 


219857537 


219846811 


219846066 


16S ribosomal RNA, partial sequence 1282800 12842 


219846054 


82720 


Selenomon 

265678468 

sequence 
cteria; 


99261 
omonadac 


e 11561 
cteriace 
llaceae; 
ence 

a; Clost 
Ss. 


sequence 
ococcace 


ce 12363 
iraceae; 


sequence 
diales; 


ce 12588 
cales; D 
holderia 


equence 
occus. 


1287386 1287360 59 85 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1310019 1309993 59 85 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


se 
co 


rt 
ro 


1311492 1311466 59 85 gi 
strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


Pp 
ap 


1342194 1342168 59 85 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1360400 1360374 59 85 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 


243600 Bacteria_16S 


strain MT1-641 16 


1374040 1374014 59 85 
S ribosomal RNA, partial sequence 


gi 


219846053 


228721488 


228721487 


228721140 
nce 
Peptococca 
228720024 
quence 
bacteria; 


228717983 
1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 


quence 
ccus. 
ial 
teob 


sequ 
acte 


als 
obac 


arti 
rote 


13406 


Ca 


ref|NR_028797.1 
9 828732 Seleno 
as. 
ref |NR_028771.1 

865186 866674 
mpylobacterales; 


ref 
nce 


NR_028726.1 
930884 

es; Clostridiace 
ref |NR_028722.1 
937095 938588 
nadales; Pseudoa 


ref|NR_028705.1 

961894 963406 
e; Enterococcus. 
ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_027596.1 


Mit 
ref 


suokella. 
NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_025501.1 


bR 


ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref|NR_025644.1 

1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref |NR_027587.1 

1358923 136041 


Burkholderiales; 


ref 


Selenomonas infelix 
monas infelix Bacteria; 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 

Pseudoalteromonas 

Pseudoalteromonas 
lteromonadaceae; 


Enterococcus 
Enterococcus 


Syntrophomonas 
phomonas sapovorans 
nas. 
Streptobacillus 
obacillus moniliformis 
lus. 

Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


Streptococcus 
1 Streptococcus 
Ss. 
Parasporobacterium 
orobacterium paucivorans 
ium. 
Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Deinococcus 
occus radiopugnans ATCC 
einococcus. 
Burkholderia hospita 


hospita Bacteria; 


ia. 
Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


v 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Desulfitobacterium 


itobacterium hafniense 
acterium. 


Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Burkholderia unamae 


NR_027569.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


243600 Bacteria_16S 


strain STM678 16S 
Proteobacteria; 


Bacteria; 


Proteobacteria; B 


243600 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
243600 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


243600 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


243600 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


243600 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


243600 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


243600 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


243600 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


243600 Bacteria_16S 
LMG 22167 16S rib 


Bacillales; Bacil 


243600 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


243600 Bacteria_16S 


strain DSM 12798 


gallinifaecis str 
gallinifaecis Bac 


243600 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


243600 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


243600 Bacteria_16S 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


243600 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


243600 Bacteria_16S 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 17488 


Firmicutes; Clost 


243600 Bacteria_16S 


Firmicutes; Bacil 


243600 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


ridia; Clostridiales; Veillonellaceae; Megamonas. 
1753397 1753371 59 85 gi| 219878372 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 
lales; Bacillaceae; Bacillus. 
1758070 1758032 67 104 gi| 219878367 
ibosomal RNA, partial sequence 1756574 17580 
ammaproteobacteria; Alteromonadales; Psychromona 
1779053 1779027 59 85 gi| 219878351 


243600 Bacteria_16S 


B 
243600 Bacteria_16S 
antarcticus strai 
Firmicu 
243600 Bacteria_16S 
strain S2 16S rib 


1389141 1389115 59 85 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1436078 1436052 59 85 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1439177 1439151 59 85 gi 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1454382 1454348 46 80 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


gi 


1498219 1498193 59 85 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
1510198 1510172 59 85 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1516109 1516083 59 85 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


1519115 1519089 59 85 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1526779 1526753 59 85 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Lactobacillaceae 
1584117 1584091 59 85 gi 


gi 


Viridibacillus. 
85 gi 


lales; Planococcaceae; 


1585672 1585646 59 


Viridibacillus. 
85 gi 


lales; Planococcaceae; 
1587226 1587200 59 
osomal RNA, partial sequence 
laceae; Bacillus. 

1588785 1588759 59 85 gi 
Enterococ 
80 gi 


bacillales; Enterococcaceae; 
1605806 1605772 46 


1657271 1657245 59 85 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1681677 1681639 43 81 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1703221 1703195 59 85 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1715322 1715288 46 80 gi 
M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; Sphingobacteria; Sphin 


1733588 1733562 59 85 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1748861 1748835 59 85 gi 


gi 


1387667 13891 


1437684 14391 


1517647 15191 


16S ribosomal RNA, partial sequence 1582619 15841 


16S ribosomal RNA, partial sequence 1584175 15856 


1585730 15872 


16S ribosomal RNA, partial sequence 1587284 15887 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243600 Bacteria_16S 


1732113 17335 


228716720 


rkholderia 
224581431 
ence 14345 


224581429 


ocyclaceae 
224581418 
1 sequence 
ridae; Act 


219846665 
16S riboso 
charolytic 


219846290 
A, partial 
acillales; 
219878113 
1 sequence 
teria; Rhi 


219857618 


Hespellia 
219857499 

15252 
; Lactobac 
219878489 


219878488 
219878487 


219878486 


cus. 
219878474 


ococcineae 
219878437 
sequence 
eria; Rhiz 
219878421 
uence 

i; Thermal 
219878406 
nce 17017 
llus. 

219878398 
uence 

gobacteria 


219878386 


Butyrivib 
219878375 


nibacillus. 


dace 


1452894 14543 
inomycetales; M 


8 
i 


ref 
mal 


NR_026257.1 
RNA, complet 
Bacteria; Fir 
ref 
seq 


NR_025880.1 
uence 150868 
Lactobacillacea 
ref|NR_025252.1 

1514694 151610 
zobiales; Phyllo 


ref|NR_025207.1 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref |NR_025628.1 


ref|NR_025627.1 


ref|NR_025626.1 
33 Bacillus humi 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025613.1 
05 Arthrobacter 
; Micrococcaceae 
ref|NR_025576.1 
1655822 165727 
obiales; Brucell 
ref|NR_025560.1 

1680196 168167 
es; Thermaceae; 
ref|NR_025545.1 
02 1703230 Haloba 


ref |NR_025537.1 
1713828 171532 
les; Sphingobact 


ref|NR_025525.1 
87 Butyrivibrio 
rio. 


ref|NR_025514.1 


ref|NR_025511.1 


ref|NR_025506.1 
69 Psychromonas 
ae; Psychrom 


agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


24 Viridibacillus 


79 Viridibacillus 


ref|NR_027554.1| Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 

ref|NR_027213.1| Paenibacillus 

76 1436085 Paenibacillus antarcticus 
ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 

; Thauera. 

ref|NR_027199.1] Arthrobacter 


1 Arthrobacter 
crococcineae; 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 
Lactobacillus 


4 1510205 Lactobacillus 

e; Lactobacillus. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Lactobacillus jensenii 
acillus jensenii 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 


italicus Bacteria; 


Arthrobacter mysorens 


mysorens Bacteria; 


, 


Arthrobacter. 

Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Vulcanithermus 

6 Vulcanithermus 

Vulcanithermus. 

Halobacillus 

cillus karajensis 


Sphingobacterium 
1 Sphingobacterium 


eriaceae; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Psychromonas profunda 


profunda Bacteria; 


ionas. 


ref |NR_025490.1 
1777548 177905 


Paenibacillus 
6 Paenibacillus 


243600 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


243600 Bacteria_16S 


decolorationis st 
decolorationis Ba 


243600 Bacteria_16S 


necropolis strain 
necropolis Bacter 


243600 Bacteria_16S 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


243600 Bacteria_16S 


aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium 


243600 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


243600 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


243600 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


243600 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


243600 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


243600 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


243600 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


243600 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


243600 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


243600 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


243600 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


243600 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


243600 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


243600 Bacteria_16S 
6S ribosomal RNA, partial sequence 2050314 20 


strain DSM 5192 1 
Firmicutes; Clost 


243600 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


243600 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 


243600 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


1791080 1791054 59 85 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1803283 1803257 59 85 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1804851 1804825 59 85 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1806399 1806365 46 80 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 
1817130 1817096 47 81 gi 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


’ 


1838461 1838435 59 85 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1840021 1839995 59 85 gi 


219878342 
sequence 
ae; Virgib 
219878334 
ial sequen 
aceae; Bac 
219878333 
sequence 
e; Virgiba 
219878332 
al sequenc 
e; 


219878325 
ence 18156 
ales; Pseu 


219878310 
sequence 
tobacillac 
219878309 


6S ribosomal RNA, partial sequence 1838512 18400 


Lactobac 
gi 


bacillales; Lactobacillaceae; 
1843125 1843099 59 85 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1855208 1855182 59 85 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; Lactobacillales; A 
1858162 1858136 59 85 gi 


illus. 
219878307 


1841624 18431 


219878298 
tial seque 
erococcace 
219878296 


6S ribosomal RNA, partial sequence 1856650 18581 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 
1882700 1882674 59 85 


occus. 
219878278 


6S ribosomal RNA, partial sequence 1881182 18827 


ridia; Clostridiales; Veillonellaceae; 


1885855 1885829 59 85 gi 


Sporomusa 
219878276 


6S ribosomal RNA, partial sequence 1884339 18858 


ridia; Clostridiales; Veillonellaceae; 


1912820 1912794 59 85 gi 


s 
219878255 


16S ribosomal RNA, partial sequence 1911333 19128 


Ureibacillus. 
85 gi 


lales; Planococcaceae; 


1941795 1941769 59 


219878234 


16S ribosomal RNA, partial sequence 1940300 19418 


lales; Bacillaceae; Bacillus. 


1943340 1943314 59 85 gi 


219878233 


16S ribosomal RNA, partial sequence 1941853 19433 


lales; Paenibacillaceae; Paenibacillus 
1972044 1972018 59 85 gi 
n GSF30 16S ribosomal RNA, partial seq 


ria; Proteobacteria; Betaproteobacteri 


2040860 2040834 59 85 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2050253 2050227 59 85 gi 


n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2051814 2051788 59 85 gi 


ridia; Clostridiales; Veillonellaceae; 
2068537 2068511 59 85 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2070069 2070043 59 85 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2074704 2074678 59 85 gi 

54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


2067059 20 


2068593 20 


219878214 
uence 
a; Burkhol 


219878168 
equence 
coccaceae; 

219878159 
sequence 
ales; Veil 

219878158 
518 

Anaerosin 
219878145 
685 
ocyclaceae 

219878144 
700 
ocyclaceae 

219878141 
ence 20732 
riales; Al 


243600 Bacteria_16S 


strain IBS 506 16 


2076194 2076168 59 85 gi 
S ribosomal RNA, partial sequence 


Actinomycet 


poromusa. 


ref|NR_025481.1 

1789570 179108 
acillus. 
ref |NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025472.1 

1803341 180486 
cillus. 
ref|NR_025471.1 
e 1804913 180639 
ales; Microc 


Virgibacillus 
7 Virgibacillus 


Bacillus 
0 Bacillus 


Virgibacillus 
2 Virgibacillus 


Oerskovia 
8 Oerskovia 
occineae; 


ref |NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref |NR_025437.1| Globicatella 

nce 1853726 1855215 Globicatella 
ae; Globicatella. 

ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 


ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 
ref|NR_025394.1| Ureibacillus terrenus 


21 Ureibacillus terrenus Bacteria; 


ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


ref|NR_025372.1 
47 Paenibacillus 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Dolosicoccus 
7 Dolosicoccus 


ref|NR_025307.1 
2039358 204086 
Dolosicoccus. 
ref |NR_025298.1 
2048758 205026 
lonellaceae; Anaeroarcus. 
ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
us. 
ref|NR_025284.1| Thauera terpenica 
42 Thauera terpenica Bacteria; 
; Thauera. 
ref|NR_025283.1| Thauera linaloolentis 
74 Thauera linaloolentis Bacteria; 
; Thauera. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 


Anaeroarcus 
3 Anaeroarcus 


Castellaniella 
laniella defragrans 
stellaniella. 


219878139 


ref|NR_025278.1| Bartonella tribocorum 


2074760 2076200 Bartonella tribocorum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


243600 Bacteria_16S 


strain IBS 382 16 


2085447 2085421 59 


85 


S ribosomal RNA, partial sequence 


gi|219878133 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


243600 Bacteria_16S 


strain SW-72 16S 
Firmicutes; 
Firmicutes; 


strain HSL-3 16S 
Firmicutes; 


strain TF-12 16S 
Firmicutes; 


strain TF-11 16S 
Firmicutes; Bacil 


243600 Bacteria_16S 


daejeonensis stra 


daejeonensis Bacteria; 
243600 Bacteria_16S 


kribbensis strain 
Bacteria; 


strain DSM 11853 
Proteobacteria; B 


campinensis strai 
Bacteria; Proteob 


strain IBS 193 16 


Bacillales; 
243600 Bacteria_16S 
strain TF-9 16S ribosomal RNA, partial sequence 
Bacillales; 
243600 Bacteria_16S 


Bacillales; 
243600 Bacteria_16S 


Bacillales; 
243600 Bacteria_16S 


Firmicutes; 
243600 Bacteria_16S 


2096093 2096067 59 


Bacillaceae; 
2115839 2115813 59 


Planococcaceae; 
2120444 2120418 59 
ribosomal RNA, 
Bacillaceae; 
2124940 2124914 59 
ribosomal RNA, 
Bacillaceae; 
2126496 2126470 59 


lales; Bacillaceae; 
2226268 2226242 59 


Firmicutes; 
2227829 2227803 59 


Bacillales; 
2275301 2275275 59 


2276835 2276809 59 


2297929 2297903 59 


85 


ribosomal RNA, partial sequence 
Bacillus. 


85 


Planococcus. 


85 


partial sequence 
Halobacillus. 


85 


partial sequence 
Bacillus. 


85 


ribosomal RNA, partial sequence 
Bacillus. 


85 


85 


AM49 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


85 


85 


n WS2 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 
243600 Bacteria_16S 


85 


S ribosomal RNA, partial sequence 


gi| 219878125 


gi|219857658 


2114343 21158 


gi|219857655 


gi|219857652 


gi|219857651 


gi|219857582 


in AM141 16S ribosomal RNA, partial sequence 
Bacillales; 


Paenibacillaceae; 
gi| 219857581 


gi|219857550 


16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus b 
etaproteobacteria; Burkholderiales; Burkholderiaceae; 
243600 Bacteria_16S 


gi| 219857549 


gi|219857532 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


243600 Bacteria_16S 


strain KF46F 16S 
Proteobacteria; B 


strain IPT10 16S 
Proteobacteria; B 


strain YKJ-10 16S 
Firmicutes; Bacil 


243600 Bacteria_16S 


strain LMG 16225 
Proteobacteria; B 


caledonica strain 
caledonica Bacter 


aquimarina strain 
Bacteria; Firmicu 


243600 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


243600 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


243600 Bacteria_16S 


strain DSM5578 16 
Firmicutes; Lacto 


243600 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


243600 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


243600 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


243600 Bacteria_16S 


2305459 2305433 59 


2331190 2331164 59 


2382691 2382665 59 
lales; Bacillaceae; 
2385723 2385697 59 


2387249 2387223 59 


2399366 2399340 59 
tes; Bacillales; 
2405476 2405450 59 


bacillales; 
2416311 2416285 59 


2419410 2419384 59 


bacillales; Leuconostoc. 
2420965 2420939 59 


bacillales; Leuconostoc. 
2432887 2432861 59 

tes; Bacillales; 
2445087 2445061 59 
tes; Bacillales; 
2449671 2449645 59 


85 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
243600 Bacteria_16S 


85 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
243600 Bacteria_16S 


85 


ribosomal RNA, partial sequence 
Bacillus. 


85 


85 


85 


SW28 16S ribosomal RNA, partial sequence 
Planococcaceae; 


85 


S ribosomal RNA, partial sequence 
Lactobacillaceae; 


85 


85 


S ribosomal RNA, partial sequence 


85 


ibosomal RNA, partial sequence 


85 


n WNI 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


85 


GO7 16S ribosomal RNA, partial sequence 
Planococcaceae; 


85 


gi| 219857526 


gi|219857509 
gi|219857472 


gi|219857470 


16S ribosomal RNA, partial sequence 2384259 23857 
etaproteobacteria; Burkholderiales; Burkholderiaceae; 
243600 Bacteria_16S 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria; 
243600 Bacteria_16S 


219857469 
sequence 


gi 


219857461 
23978 
Sporosarcina. 
gi| 219857457 
2403965 24054 
Lactobacillus. 
gi| 219857450 


gi 


HHQ 20 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


gi|219857447 
2417916 24194 


gi|219857446 
2419471 24209 


219857436 
24314 


gi 


219857423 

24435 

Planomicrobium. 
gi|219857420 


gi 


2118933 2120454 Halobacillus 


2123444 21249 


2125001 2126506 Bacillus mari 


2296489 2297931 Bartonella ca 


2303983 2305466 Xenophilus az 
Comamonadaceae; 


2329695 2331217 Burkholderia 
Burkholderiaceae; 


2381197 2382701 Bacillus jeot 


Burkholderiales; 


Desulfovibrionales; 


ref |NR_025272.1 


2084014 2085453 Bartonella al 


Bartonella. 
ref|NR_025264.1 


2094597 2096103 Bacillus hwaj 


ref|NR_025247.1 


ref |NR_025244.1 


ref |NR_025241.1 


ref |NR_025240.1 


Paenibacillus. 
ref|NR_025169.1 


ref|NR_025138.1 


ref|NR_025137.1 


ref|NR_025120.1 


Bartonella. 
ref|NR_025114.1 


Xenophilus. 


ref|NR_025097.1 


ref|NR_025060.1 


ref|NR_025058.1 
30 Burkholderia 


ref|NR_025057.1 


ref|NR_025049.1 


ref|NR_025045.1 
86 Lactobacillus 


ref |NR_025038.1 


ref|NR_025035.1 
20 Leuconostoc g 


ref|NR_025034.1 
75 Leuconostoc k 


ref |NR_025024.1 


ref|NR_025011.1 


ref|NR_025008.1 


Bartonella alsatica 
satica Bacteria; 


Bacillus hwajinpoensis 
inpoensis Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 
salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 
sflavi Bacteria; 


Paenibacillus 


2224766 2226278 Paenibacillus 


Paenibacillus 


2226329 2227839 Paenibacillus kribbensis 
Paenibacillus. 


Cupriavidus basilensis 
asilensis Bacteria; 


Cupriavidus. 


Cupriavidus 


2275359 2276842 Cupriavidus campinensis 
Burkholderiaceae; 


Cupriavidus. 
Bartonella capreoli 
preoli Bacteria; 


Xenophilus azovorans 
ovorans Bacteria; 


Burkholderia sacchari 
sacchari Bacteria; 


Burkholderia. 


Bacillus jeotgali 
gali Bacteria; 


Burkholderia fungorum 
fungorum Bacteria; 


Burkholderia. 


Burkholderia 


2385781 2387256 Burkholderia 
Burkholderiaceae; 


Burkholderia. 
Sporosarcina 


69 2399376 Sporosarcina aquimarina 


Lactobacillus kimchii 
kimchii Bacteria; 


Desulfovibrio 


2414827 2416310 Desulfovibrio 
Desulfovibrionaceae; 


Leuconostoc gelidum 
elidum Bacteria; 


Leuconostoc kimchii 
imchii Bacteria; 


Paenibacillus 


10 2432897 Paenibacillus chinjuensis 
Paenibacillus. 


Planomicrobium 


92 2445097 Planomicrobium koreense 


Alkalibacterium 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 


243600 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


243600 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


243600 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


strain DSM 12272 
Firmicutes; Clost 


243600 Bacteria_16S 


strain LMG 3413 1 


2464702 2464676 59 85 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 

2467878 2467852 59 85 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2499311 2499285 59 85 gi 
ribosomal RNA, partial sequence 


gi 


2531211 2531185 59 85 gi 


ridia; Clostridiales; Clostridiaceae; 
2532742 2532716 59 85 gi 


Clostrid 


etaproteobacteria; Rhodocyclales; Rhod 
243600 Bacteria_16S 


219857407 
sequence 

iales; 

219857405 


2466381 24678 
ostridiu 


cl 
219857384 


2497830 24993 
yclaceae 


oc 
219857357 


16S ribosomal RNA, partial sequence 2529733 25312 
ostridiu 


cl 
219857356 


6S ribosomal RNA, partial sequence 2531266 25327 


Clo 


ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref |NR_024993.1 


mM. 


ref |NR_024972.1 


¢ Th 
ref 


auera. 
NR_024945.1 


mM. 


ref|NR_024944.1 


Clostridium 
2 Clostridium 
stridium. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

243600 Bacteria_16S 2570244 2570218 59 85 gi|219857288|ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 2591882 2591856 59 85 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

243600 Bacteria_16S 2644121 2644095 59 85 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243600 Bacteria_16S 2645655 2645629 59 85 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

243600 Bacteria_16S 2680209 2680183 59 85 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

243600 Bacteria_16S 2681751 2681725 59 85 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

243600 Bacteria_16S 2697995 2697969 59 85 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

243600 Bacteria_16S 2699549 2699523 59 85 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

243600 Bacteria_16S 2707185 2707159 59 85 gi|219857184|ref|NR_024812.1| Exiguobacterium 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
243600 Bacteria_16S 2726765 2726739 59 85 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243600 Bacteria_16S 2794121 2794095 59 85 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 2878310 2878284 59 85 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

243600 Bacteria_16S 2881441 2881415 59 85 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243600 Bacteria_16S 2966220 2966194 59 85 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
strain S37 16S ribosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

243600 Bacteria_16S 3028527 3028501 59 85 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
243600 Bacteria_16S 3033114 3033088 59 85 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 3034633 3034607 59 85 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 3036161 3036135 59 85 gi|219846899|ref|NR_026491.1] Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 3037684 3037658 59 85 gi|219846898|ref|NR_026490.1| Clostridium 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


3036217 303768 


6 Clostridium 


243600 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


243600 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


243600 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


243600 Bacteria_16S 


strain ORS 992 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
243600 Bacteria_16S 


histidinovorans s 
histidinovorans B 


243600 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


243600 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


243600 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


243600 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


243600 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


243600 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


243600 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


243600 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


243600 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


243600 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


243600 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


243600 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


243600 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


243600 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


243600 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


243600 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


243600 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial se 


paludosum strain 
paludosum Bacteri 


3048396 3048370 59 85 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3054479 3054453 59 85 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3056025 3055999 59 85 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


1 


3076924 3076891 52 85 
S ribosomal RNA, partial sequence 


gi 


bi 
3089082 3089056 59 85 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3102527 3102501 59 85 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3122141 3122103 47 85 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123688 3123650 47 85 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3129617 3129591 59 85 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


1 
ri 


en 
ur 


al 
ia 


3141551 3141525 59 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; 
3143111 3143085 59 85 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3155270 3155244 59 

SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3158441 3158415 59 85 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3198069 3198043 59 85 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


85 gi 
Gemel 

gi 
Incertae Se 
85 gi 
en 
oc 


eq 
le 


ue 


v 


3231123 3231097 59 85 gi 


ridia; Clostridiales; Clostridiales Fami 


3232649 3232623 59 85 gi 
ridia; Clostridiales; Clostridiales Fami 
3241827 3241801 59 85 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3265891 3265865 59 85 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3274988 3274962 59 85 gi 


Th 


cl 


ridia; Clostridiales; Eubacteriaceae; Eu 


3276497 3276471 59 85 gi 
ridia; Clostridiales; Eubacteriaceae; Ac 
3278016 3277990 59 85 gi 
DSM 8238 16S ribosomal RNA, partial s 


ia; Firmicutes; Clostridia; Clostridia 


eq 
le 


se 
ro 


er 


er 


219846890 
quence 

coccacea 
219846886 
3052993 30544 
iaceae; 
219846885 
sequence 
Rhod 


219846871 
3075492 30769 
aceae; 
219846863 
sequence 
diales; 

219846854 
3101054 31025 
Tindallia. 
219846841 
equence 
llaceae; 
219846840 
ce 31221 
inibacil 
219846836 
sequenc 


, 


219846828 
3140051 3141558 Gemel 
la. 
219846827 
3141609 31431 
dis; 
219846819 
ce 31537 
caceae; 

219846817 
uence 


Ss; 


219846790 
nce 
Sphingomonad 


219846767 
16S ribosomal RNA, partial sequence 3229651 32311 
ly XI. 
219846766 
16S ribosomal RNA, partial sequence 3231181 32326 
ly XI. 
219846760 
3240430 32418 
ermobrac 
219846744 
3264433 32658 
ostridiu 
219846738 
6S ribosomal RNA, partial sequence 3273522 32749 
bacteriu 
219846737 
6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 
219846736 
uence 


Ss; 


3279525 3279499 59 85 gi 


a; Firmicutes; Clostridia; Clostridiales 


243600 Bacteria_16S 


3281044 3281018 59 85 gi 


219846735 
quence 


’ 


219846734 


ia; 


Rhizob 


Lachn 


L 


I 


Eubac 


Eubact 


R 


Aneur 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref |NR_026478.1 


Formivibrio. 
ref|NR_026477.1 

3054533 305602 
ocyclales; Rhod 


ref|NR_026463.1 
hizobium/Agrobac 
ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref|NR_026446.1 


NR_026433.1 
120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref|NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref 


Ww 


ref 
lab 


NR_026420.1 
ergeri Bacte 


ref|NR_026419.1 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026409.1 

3156952 315844 
ospiraceae. 
ref |NR_026382.1 
196654 319807 
ales; Sphing 


w 


ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026352.1 


hium. 
ref |NR_026336.1 


m. 
ref |NR_026330.1 
m. 
ref |NR_026329.1 
rium. 
ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetob 


co} 


Facklamia 
3 Facklamia 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Natronincola 

0 Natronincola 

Natronincola. 

Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Desulfotomaculum 
6 Desulfotomaculum 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 

Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium 
2 Acetobacterium 
acterium. 


ref|NR_026326.1 


Acetobacterium malicum 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; 


Eubacteriaceae; Acetobacterium. 


243600 Bacteria_16S 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial 


carbinolicum Bact 


243600 Bacteria_16S 
wieringae strain DSM 1911 16S ribosomal RNA, partial sequ 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales 
243600 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


243600 Bacteria_16S 


strain B 16S ribo 
Clostridia; Clost 


243600 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


243600 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


243600 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


243600 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


243600 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


243600 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


243600 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


243600 Bacteria_16S 


strain DSM 6736 
Firmicutes; Clost 
243600 Bacteria 
strain DSM 8723 
Firmicutes; Bacil 
243600 Bacteria 
strain DSM 8722 
Firmicutes; Bacil 
243600 Bacteria_ 
strain DSM 8716 
Firmicutes; Bacil 
243600 Bacteria_ 
strain DSM 8715 
Firmicutes; 


Bacil 


243600 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


243600 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


Firmicutes; 


eria; 


ridia; 


Blautia. 


ridiales; 


a; Firmicutes; 


ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
3377013 3376987 59 85 gi|219846666|ref|NR_026258. 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial se 


Halanaerobiaceae; 


3282563 3282537 59 


3284087 3284061 59 


3285612 3285586 59 
6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 
gi 


Clostridiales; 
3302404 3302378 59 
somal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; 


3351005 3350979 59 
6S ribosomal RNA, partial sequence 3349528 33510 
etaproteobacteria; Burkholderiales; Burk 
3373951 3373925 59 
DSM 6640 16S ribosomal RNA, partial sequ 
Halanaerobi 
gi 


Clostridia; 
3375477 3375451 59 
6S ribosomal RNA, partial sequence 3374001 33754 


85 gi| 219846733 |ref|NR_026325. 
sequence 3281102 32825 

Clostridia; Clostridiales; 
85 gi| 219846732 |ref|NR_026324. 


85 


85 


85 


85 


85 


Halanaerobium. 


gi 


gi 


gi 


16S 


16S 


bacillales; 


6S ribosomal RNA, partial sequence 3535585 35370 

Bacillaceae; 
3538635 3538609 59 
6S ribosomal RNA, partial sequence 3537139 35386 

Bacillaceae; 
3543333 3543307 59 
6S ribosomal RNA, partial sequence 3541838 35433 


lales; 


lales; 


somal RNA, 
laceae; Bacillus. 
3615010 36149 


243600 Bacteria_16S 
sporothermodurans strain M215 16S ribosomal RNA, partia 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bac 
243600 Bacteria_16S 
cellulolyticus strain CD2 16S ribosomal RNA, partial se 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostr 
243600 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


strain IAM 13153 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
243600 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


tes; 
243600 Bacteria_16S 


3723983 37239 


3853185 38531 


3897832 38978 


3977021 39769 


16S ribosomal RNA, 


4032351 40323 


4073033 40730 


complete sequence 


Bacillus. 
85 


Bacillus. 
85 


69 44 85 


57 59 85 


59 59 85 


06 59 85 


88 52 85 
complete sequence 


17 47 81 


0759 85 


gi 


gi 


gi 
16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloioc 


gi 


gi 


gi 
X-1 16S ribosomal RNA, partial sequen 


Lactobacillales; Enterococcaceae; 


gi 


gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


243600 Bacteria_16S gi 


Ac 


al 


ence 


219846684 


ence 
es; 


senegalense Bacteria; 


219846551 


219846548 


3544949 35464 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 


holderiaceae; 
219846668 


ref |NR_026323. 


ref|NR_026312. 


ref |NR_026276. 


ref|NR_026260. 


ref|NR_026259. 


Firmicutes; 


88 Bacillus 


ref 
44 Bacillus 


ref 
42 Bacillus 


lales; Bacillaceae; Bacillus. 
16S 3544889 3544863 59 85 gi| 219846547 |ref|NR_026139.1 
6S ribosomal RNA, complete sequence 3543393 3544898 Bacillus 
lales; Bacillaceae; Bacillus. 

3546445 3546419 59 85 gi| 219846546 |ref|NR_026138.1 


3282621 32840 
; Eubacteriaceae; 
219846731 


3372496 33739 
Halobacteroidaceae; 
219846667 


NR_026143.1 
gibsonii Bacteria; 


NR_026140.1 
clausii Bacteria; 


7 


9 


s 


5 


54 Bacillus cohnii Bacteria; 


quence 
Clostridia; 


Acetobacterium 
0 Acetobacterium 


Eubacteriaceae; Acetobacterium. 


Acetobacterium 
4 Acetobacterium 


Acetobacterium. 


Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 
etobacterium. 
219846720 


Blautia schinkii 
Firmicutes; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Paucimona 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Orenia marismortui 


76 Orenia marismortui Bacteria; 


Halanaerobium 
3375527 3377012 


3447376 3447350 59 85 gi|219846612|ref|NR_026204.1| Clostridium viride 
6S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3526384 3526358 59 85 gi|219846559|ref|NR_026151.1| Clostridium colinum 
6S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3527944 3527918 59 85 gi|219846558|ref|NR_026150.1| Clostridium 
rain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3529486 3529460 59 85 gi|219846557|ref|NR_026149.1| Clostridium quinii 
6S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 3537079 3537053 59 85 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


Bacillus clausii 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


219846496|ref|NR_026088.1| Alloiococcus otitis 
09 Alloiococcus otitis Bacteria; 

occus. 

219846419|ref|NR_026010.1] Bacillus 

1 sequence 3722493 3723989 Bacillus 

illaceae; Bacillus. 

219846327|ref|NR_025917.1| Acetivibrio 

quence 3851732 3853195 Acetivibrio 

idiales; Ruminococcaceae; Acetivibrio. 

219846297 |ref|NR_025887.1| Tetragenococcus 

ce 3896331 3897842 Tetragenococcus muriaticus 

Tetragenococcus. 

219846241|ref|NR_025831.1| Mycoplana bullata 
3975607 3977021 Mycoplana bullata Bacteria; 

llaceae; Mycoplana. 

219846202 |ref|NR_025792.1| Glycomyces algeriensis 
4030856 4032350 Glycomyces algeriensis 

ales; Glycomycineae; Glycomycetaceae; Glycomyces. 

219846171|ref|NR_025761.1| Soehngenia 


4071551 4073044 Soehngenia 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 


243600 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


243600 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


243600 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


243600 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


243600 Bacteria_16S 


nitratireducens s 
nitratireducens B 


243600 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


243600 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


243600 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


243600 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


243600 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


243600 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


243600 Bacteria_16S 4222392 4222366 59 85 gi|219846060|ref|NR_025650.1 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 
Bacillales; Bacillaceae; Anaerobacillus. 
243600 Bacteria_16S 4225373 4225347 59 85 gi|219846055|ref|NR_025645.1 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 422538 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 
243600 Bacteria_16S 4243417 4243391 59 85 gi|219846040|ref|NR_025630.1 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 424342 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococ 
243600 Bacteria_16S 270621 270596 60 85 gi|265678880|ref|NR_029186.1 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermo 
243600 Bacteria_16S 284329 284304 60 85 gi|265678871|ref|NR_029177.1 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfobacter. 
243600 Bacteria_16S 291959 291930 52 81 gi| 265678866 |ref|NR_029172.1 


strain Kol5a 16S 
Aquificae; Aquifi 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


243600 Bacteria_16S 
in 2301065 16S ribosomal RNA, partial 
eria; 
243600 Bacteria_16S 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 


massiliensis stra 
massiliensis Bact 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


cales; Aquificaceae; Aquifex. 
243600 Bacteria_16S 
train DS-1 16S ribosomal RNA, partial 


S ribos 
bacilla 


omal RNA, partial sequence 
les; Enterococcaceae; Vagococcu 
4173745 4173719 59 85 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
4178298 4178272 59 85 gi 
LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 
4187487 4187449 62 99 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
4190543 4190517 59 85 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 


Ss. 


1 
ri 


qu 


B 


on 


1: 
ba 


4193616 4193590 59 85 gi 
16S ribosomal RNA, partial sequence 

idetes; Bacteroidia; Bacteroidales; Ba 
4210101 4210075 59 85 gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
4213164 4213138 59 85 gi 
bosomal RNA, complete sequence 

lales; Bacillaceae; Geobacillus. 


fond 


nc 
il 


4170715 41722 


219846098 
sequence 


diales; 


219846095 


ence 


aceae; 


cteria; 


219846080 


41921 


e 42085 
lus. 


219846067 
4211641 42131 


ribosomal RNA, partial sequence 


382752 382719 52 85 gi 


se 
acteria; Proteobacteria; Alphaproteobact 


393569 393544 60 85 gi 


Paenibacil 
gi 


Firmicutes; Bacillales; 
429075 429050 56 81 


’ 


243600 Bacteria_16S 
69 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


487302 487265 63 99 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


290399 29196 


265678800 


quence 


eria; Rh 


265678793 
sequence 


laceae; 


265678769 
sequence 
Actinomy 


265678727 
485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 


urkholde 
219846085 
4186000 41874 
Vv 
219846083 
sequence 


eroidace 
219846069 


4132083 4132057 59 85 gi|219846126|ref|NR_025716.1 

SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
tes; Bacillales; Planococcaceae; Marinibacillus. 

4133655 4133629 59 85 gi|219846125|ref|NR_025715.1 


ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025675.1 


ibri 
ref 


Oo. 
NR_025673.1 
189049 419056 


Burkholderiales; 


rs 


ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides 
ref|NR_025659.1 
91 4210111 Lentib 


ref|NR_025657.1 


ref|NR_029105.1 
381306 382756 
izobiales; Phyll 


ref|NR_029098.1 
392074 393575 
Paenibacillus. 
ref|NR_029074.1 
427586 429077 
cetales; Coryneb 


ref 


Incertae Sedis; 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
lales; Bacillaceae; Halobacillus. 
4135124 4135098 59 85 gi|219846124|ref|NR_025714.1| Paracoccus 
in BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
4172217 4172191 59 85 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Vibrio superstes 


86 Vibrio superstes Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Bacteroides capillosus 
oides capillosus 


Lentibacillus 
acillus salicampi 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Salinicoccus 
3 Salinicoccus 


Streptococcus 

4 Streptococcus 

cus. 
Thermoanaerobacterium 
270620 


anaerobacterium. 
Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Paenibacillus 
Paenibacillus 


Corynebacterium 
Corynebacterium 
acterineae; 


NR_029032.1 


Vibrio ponticus strain 


243600 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


243600 Bacteria_16S 


flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 


243600 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


243600 Bacteria_16S 


gasicomitatum str 


gasicomitatum LMG 
243600 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


243600 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


243600 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


243600 Bacteria_16S 
strain 14 16S rib 
Actinobacteria; Actinobacteridae 
243600 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 


243600 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


516355 516302 52 104 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
554609 554576 48 81 gi 
in CBS 101.34 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
581817 581792 56 81 gi 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
857476 857451 60 85 gi 
ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; Lactobaci 
860597 860572 60 85 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
898376 898351 60 85 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
907663 907630 52 85 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


, 


1103087 1103054 47 
osomal RNA, partial sequence 


80 gi 


v 
1106167 1106134 47 
in A40 16S ribosomal RNA, partial sequ 
idetes; Bacteroidia; Bacteroidales; Ba 
1195515 1195490 60 85 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


Actinomycetales; Micr 
80 gi 


Carboxydibrachium. 


243600 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


243600 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


243600 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


243600 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


243600 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


243600 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


243600 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


243600 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


243600 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


243600 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


243600 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


1228719 1228686 52 85 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1267924 1267899 60 85 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1308546 1308513 48 81 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1339131 1339106 60 85 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


gi 


1361926 1361901 60 85 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

1386128 1386095 52 85 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


, 


1431466 1431433 52 85 gi 
ammaproteobacteria; Pasteurellales; Pa 
1443825 1443792 52 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
1554074 1554037 63 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1567432 1567395 48 85 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1568968 1568931 48 85 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 


Leptot 
gi 


Leptot 


265678708 
partial se 
obacteria; 
265678683 
al sequenc 


265678665 
sequence 


, 


265678474 
sequence 

llales; Le 
265678472 


859076 86059 


; Geobacte 
265678446 


896853 89837 


cus. 
265678440 
al sequenc 
eria; Desu 


265678308 


1101592 11031 


ococcineae 
265678305 
ence 11046 
cteroidace 
228715634 

11940 
obacterale 


219878281 


1227244 12287 


seudomonad 
219846423 


1266430 12679 


alobactera 
228721493 
16S ribos 
moviolaceu 
eptomyceta 
228721484 
quence 
bacteria; 


228719712 
ence 13604 
idimicrobi 
228716834 
equence 


eobacteria 


224581435 


16S ribosomal RNA, partial sequence 1429972 14314 


steurellac 
224581426 

14423 
llales; Pa 
219857220 

15525 
Enterobac 
219846058 


1565947 15674 


richia. 
219846057 


richia. 


; Actinomy 


Actinomy 


ref 
quen 


NR_029013.1 
ce 514864 
Reinekea. 
ref|NR_028988.1 
e 553128 55460 
cetales; Strept 


foe) 


fo} 


ref|NR_028970.1 
580337 581817 
cetales; Coryneb 


ref|NR_028777.1 

855982 857475 
uconostoc. 
ref|NR_028775.1 


raceae; Geobacte 
ref|NR_028748.1 
6 Enterococcus 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028610.1 


; Microbacteriac 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides. 
ref |NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref |NR_025420.1 


acea 
ref 


e; Cellvibri 
NR_026014.1 
ceae; Massilia. 
ref|NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
ceae; Streptomyc 
ref|NR_027607.1 
1337638 133913 
Burkholderiales; 
ref|NR_027584.1 
61 1361925 Acidim 
ales; Acidimicro 


v 


ref|NR_027556.1 
1384632 138613 
Alteromonadale 


, 


ref|NR_027217.1 
eae; Phocoenobac 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref |NR_025648.1 
31 Leptotrichia 


ref 


Reinekea 
516365 Reinekea 


Streptomyces 
Streptomyces 
mycineae; 


Mycobacterium 
Mycobacterium 


acterineae; 


Leuconostoc 
Leuconostoc 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


r. 
Enterococcus avium 


avium Bacteria; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Bacteroides 
oides acidifaciens 


Carboxydibrachium 
ydibrachium pacificum 


acteraceae; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


°. 
Massilia timonae 


23 Massilia timonae Bacteria; 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Cupriavidus 
0 Cupriavidus 

Burkholderiaceae; 


1307063 


Acidimicrobium 
icrobium ferrooxidans 
bineae; 


Shewanella 
1 Shewanella 


s; Shewanellaceae; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 

Actinobacillus scotiae 

bacillus scotiae 

ctinobacillus. 
Providencia stuartii 

encia stuartii Bacteria; 

dencia. 

Leptotrichia shahii 


shahii Bacteria; 


NR_025647.1 


Leptotrichia hofstadii 


1567482 1568967 Leptotrichia hofstadii Bacteria; 


243600 Bacteria_16S 


strain Albert 199 
Proteobacteria; 


Cellvibrio. 


243600 Bacteria_16S 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 
agarivorans Bacteria; 


Pseudoalteromonas. 


243600 Bacteria_16S 


1668063 1668030 52 


1692335 1692302 52 
Proteobacteria; 
1754952 1754919 52 
Proteobacteria; 


1810990 1810957 48 


85 


82 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
243600 Bacteria_16S 
ostraviensis strain LMG 19434 16S ribosomal RNA, partia 
ostraviensis Bacteria; 


85 


85 


Gammaproteobacteria; 


81 


strain Kb2 16S ribosomal RNA, partial sequence 


219878430 
16665 


gi 


gi|219878413 
1 


219878370 


gi 


gi|219878329 
1809512 18109 


Enterobacteriaceae; 


sequence 


Gammaproteobacteria; Pseudomonadales; 


Alteromonadales; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
243600 Bacteria_16S 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacte 


Methylobacterium. 


243600 Bacteria_16S 
proteamaculans strain DSM 4543 16S ribosomal RNA, parti 
proteamaculans Bacteria; 


Serratia. 


243600 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; 


proteus strain 42 
Bacteria; 


strain $3/2-161 1 
Proteobacteria; 


strain S1/1-984 1 
Proteobacteria; 


Nocardioides. 


243600 Bacteria_16S 


elongatus strain 


elongatus Bacteria; 


Microbulbifer. 


243600 Bacteria_16S 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 
salitolerans Bacteria; Proteobacteria; Alphaproteobacte 


Swaminathania. 


243600 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; 


limimaris strain 
Bacteria; Proteob 


243600 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


243600 Bacteria_16S 


strain DNP505 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
243600 Bacteria_16S 2657664 2657631 48 81 gi| 219857219 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actin 
Nocardioidaceae; Nocardioides. 

243600 Bacteria_16S 2659188 2659155 48 81 gi|219857218 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


243600 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


243600 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Enteroba 
243600 Bacteria_16S 


1940250 1940225 60 85 gi 


1990792 1990759 52 85 gi 


Proteobacteria; Gammaproteobac 


1996966 1996933 52 85 gi 


2001584 2001551 52 85 gi 
16S ribosomal RNA, partial sequence 
2006196 2006163 52 


85 gi 


2007742 2007709 52 85 gi 


2100622 2100589 48 
GW-9 1 


81 gi 
6S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


2117387 2117354 52 
DSM 681 


85 gi 


Proteobacteria; Gammaproteobacteria 


2161103 2161078 60 85 gi 


2308553 2308528 60 85 
bosomal RNA, partial sequence 


gi 


2355331 2355298 52 85 gi 
acteria; Deltaproteobacteria; 


2422503 2422470 48 81 gi 


dococcus. 
2497780 2497747 48 81 
ribosomal RNA, partial sequence 


gi 


NRRL B-3381 16S ribosomal RNA, partial 


Aeromicrobium. 
2660708 2660675 48 81 gi 
16S ribosomal RNA, partial sequence 


2693640 2693607 48 81 


ria; 


al 
teria; 


6S ribosomal RNA, partial sequence 1995493 19 
Gammaproteobacteria; Enterobacteriales; 
243600 Bacteria_16S 


cteriales; 


6S ribosomal RNA, partial sequence 2004699 20 
Gammaproteobacteria; Enterobacteriales; 
243600 Bacteria_16S 
6S ribosomal RNA, partial sequence 2006247 20 
Gammaproteobacteria; Enterobacteriales; 
243600 Bacteria_16S 
aquiterrae strain 
Bacteria; Actinobacteria; 


nce 
ales; 


0 16S ribosomal RNA, partial sequence 
; Alteromo 


ria; 


2307079 23085 
Betaproteobacteria; Burkholderiales; Alcaligenace 
243600 Bacteria_16S 
DCB-M 16S ribosomal RNA, partial sequence 
Syntrophobacterale 


rain PDB9 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; Actino: 


2496307 24977 


a; Actinobacteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycetales; 


gi 


219878235 
sequence 


219878202 


219878198 
969 


219878195 
20000 


219878192 
061 
Enterobac 
219878191 
077 
Enterobac 
219878122 
20991 


219857657 


219857628 


Rhodo 


219857524 


219857491 
23538 


219857445 


219857385 


sequence 


219857217 
26592 
Prop 


sequence 1989290 19907 
Enterobacteriales; 


ref|NR_025569.1 


ref|NR_025552.1 
1690867 169233 


ref|NR_025509.1 
1753455 175495 


ref |NR_025468.1 


ref|NR_025374.1 
1938810 194024 


ref |NR_025341.1 


9 


ref |NR_025337.1 


ref |NR_025334.1 
Enterobacteriac 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref|NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref|NR_025261.1 


ref|NR_025246.1 
2115900 211739 
nadales; 


ref|NR_025217.1 
159648 216110 


spirillales; Ace 


ND 


ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref |NR_025033.1 

2421026 242250 
mycetales; Coryn 
ref |NR_024973.1 
eae; Nocardiacea 
ref |NR_024847.1 

2656189 265766 
omycetales; Prop 


ref|NR_024846.1 
2657714 265918 
ales; 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


219857193 


silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 


Escherichia albertii 


70 1668063 Escherichia albertii Bacteria; 
Escherichia. 


Cellvibrio 
5 Cellvibrio 


Pseudomonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Gordoniaceae; 


Gordonia. 
Methylobacterium 
9 Methylobacterium 


Rhizobiales; Methylobacteriaceae; 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


Enterobacteriaceae; Rahnella. 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Nocardioides 


38 2100621 Nocardioides aquiterrae 
Propionibacterineae; 


Nocardioidaceae; 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Swaminathania 
2 Swaminathania 
tobacteraceae; 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 
Desulfomonile 
omonile limimaris 
; Desulfomonile. 

Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 


Propionibacterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


ref |NR_024821.1 
2692168 269363 


Planotetraspora 
9 Planotetraspora 


silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Planotetraspora. 


243600 Bacteria_16S 
rectilineatus str 
rectilineatus Bac 
Micromonosporacea 
243600 Bacteria_16S 
minutisporangium 

Cryptosporangium minutisporangium Bacte 
Crypt 
243600 Bacteria_16S 
12513 


Frankineae; 
strain IFO 


243600 Bact 


243600 Bact 


243600 Bact 


Sporichthya. 


243600 Bacteria_16S 
macrosporus strai 
Macrosporus Bacte 
Streptomycetaceae 
243600 Bacteria_16S 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 
243600 Bacteria_16S 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 
243600 Bacteria_16S 
strain 10.268-1 1 


243600 Bacteria_16S 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 


a 


a 


a 


2797095 2797062 48 81 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 
2798615 2798582 48 81 gi 
strain IFO 15962 16S ribosomal RNA, pa 


osporangiaceae; Cryptosporangium. 


2800137 2800104 48 81 gi 


6S 2801660 2801627 48 81 gi 


6S 2803181 2803148 48 81 gi 


6S 2804702 2804669 48 81 gi 


2806225 2806192 48 81 gi 
in IFO 14935 16S ribosomal RNA, partia 


e; Actinoplanes. 
2807746 2807713 48 81 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
2809268 2809235 48 81 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2827297 2827264 48 


81 gi 


2939008 2938975 48 81 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 
2940529 2940496 48 
osomal RNA, partial sequence 


81 gi 


2942048 2942015 48 81 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 
2943564 2943531 48 81 gi 
YU655-43 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 
e; Virgisporangium. 
2945080 2945047 48 81 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


2978460 2978427 48 81 gi 
n A1201 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2979991 2979958 48 81 gi 
rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
2981527 2981494 48 81 gi 
rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
2986106 2986073 48 


, 


, 


’ 


81 gi 


16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
eria_ 
strain IFO 13911 


16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243600 Bacteria_16S 
derwentensis stra 
derwentensis Bact 
Micromonosporacea 
243600 Bacteria_16S 
consettensis stra 
consettensis Bact 
Micromonosporacea 
243600 Bacteria_16S 
campanulatus stra 
campanulatus Bact 
Micromonosporacea 
243600 Bacteria_16S 
strain IFO 12702 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
243600 Bacteria_16S 
cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 
243600 Bacteria_16S 
IFO 16102 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
243600 Bacteria_16S 
aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 
243600 Bacteria_16S 
ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 
243600 Bacteria_16S 
brevicatena strai 
brevicatena Bacte 


eria; Actinobacteria; Actinobacteridae; 


219857119 
al sequenc 
e; Actin 


219857118 
rtial sequ 


219857117 
001 
omonospori 
219857116 


16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
eria_ 
strain IFO 14915 


omonospori 
219857115 


16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
eria_ 
strain IFO 12512 


omonospori 
219857114 
047 
omonospori 
219857113 
1 sequence 
; Actin 
19857112 
sequence 


2 
1 
; Actinomy 


219857111 
1 sequence 
; Actinomy 


219856906 


16S ribosomal RNA, partial sequence 2825825 28272 


kineae; Sp 
219856831 
1 sequence 
7 


219856830 


2939058 29405 


donocardin 
219856829 

equence 

Actinomyc 


219856828 
quence 
ctinomycet 


219856827 
sequence 
Actinomyc 


219846938 
uence 
Actinomyc 


219846937 
sequence 
ae; Actino 


’ 


219846936 
quence 


ae; Actino 


219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 


2987630 2987597 48 81 gi 


219846932 


omy: 


ref 


ref 


ence 


ref 


neae 
ref 


neae 
ref 


neae 


ref 


ref 


ceta 


ref 


ceta 


ref 


ceta 


ref 


oric 
ref 


ref 


eae; 
ref 


etal 


ref 


ales 


ref 


etal 


ref 


etal 


ref 


myce 


ref 


myce 


ref 


eae; 
ref 


e 2795622 27970 
omycet 


36 Actinoplanes 


59 Actinoplanes 


80 Actinoplanes 


01 Actinoplanes 
neae; 


2804752 28062 


2806275 28077 


2937540 29390 
Actinomyceta 


2940579 29420 


2942098 29435 


2943614 29450 


2976976 29784 


2978510 29799 


2980041 29815 


Streptospo 


NR_024747.1 
9 
ales; 


NR_024746.1 
279714 


NR_024745.1 
; Micromonos 
NR_024744.1 
; Micromonos 
NR_024743.1 
; Micromonos 
NR_024742.1 


; Micromonos 
NR_024741.1 
2 
les; Micromo 
NR_024740.1 
4 


les; Micromo 


NR_024739.1 


2807796 280926 


les; Micromo 


NR_024727.1 


hthyaceae; S 
NR_024650.1 
0 
n 


les; Pseudo 


NR_024649.1 


Actinosynne 
NR_024648.1 
4 
es; Micromon 
NR_024647.1 
6 


s 


; Micromono 


NR_024646.1 
7 
es; Frankine 
NR_026530.1 
5 
es; Streptom 
NR_026529.1 
9 
tales; Strep 
NR_026528.1 
2 
Pp 


tales; Stre 


NR_026525.1 


Nocardiacea 


rangineae; 


Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Cryptosporangium 
5 2798614 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Actinoalloteichus 

7 Actinoalloteichus 

ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Streptomyces 
9 Streptomyces 
ycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 


tomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 


NR_026524.1 
298615 


Rhodococcus 
6 2987629 Rhodococcus 


wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rhodococcus. 

243600 Bacteria_16S 2989157 2989124 48 81 gi 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 298 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243600 Bacteria_16S 2996730 2996701 52 81 gi 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequenc 


219846931 


nebacterin 
219846926 


ref |NR_026523.1 
91 
eae; 
ref |NR_026518.1 


e 2995219 299673 


Skermania piniformis 


56 Skermania piniformis Bacteria; 
Gordoniacea 


e; Skermania. 
Hydrogenobacter 
2 Hydrogenobacter 


hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

243600 Bacteria_16S 3045310 3045277 47 80 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

243600 Bacteria_16S 3084667 3084642 60 85 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

243600 Bacteria_16S 3107052 3107027 60 85 gi| 219846851 |ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

243600 Bacteria_16S 3165946 3165921 60 85 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243600 Bacteria_16S 3268826 3268789 68 104 gi|219846742|ref|NR_026334.1| Legionella lytica 
strain L2 16S ribosomal RNA, partial sequence 3267345 3268825 Legionella lytica Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

243600 Bacteria_16S 3361903 3361862 44 85 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

243600 Bacteria_16S 3387692 3387655 68 104 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

243600 Bacteria_16S 3493210 3493177 48 81 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

243600 Bacteria_16S 3655827 3655802 60 85 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

243600 Bacteria_16S 3902269 3902236 48 81 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

243600 Bacteria_16S 3903784 3903751 48 81 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
243600 Bacteria_16S 3935702 3935669 52 85 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

243600 Bacteria_16S 4057915 4057882 52 85 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

243600 Bacteria_16S 4068516 4068487 52 81 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

243600 Bacteria_16S 4116808 4116775 48 81 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

243600 Bacteria_16S 4127565 4127532 48 81 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 49857 49829 53 81 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
243600 Bacteria_16S 66642 66614 53 81 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

243600 Bacteria_16S 151550 151519 59 91 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 254202 254178 61 85 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 


kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Amaricoccus. 


243600 Bacteria_16S 
xenovorans strain 
Proteob 
243600 Bacteria_16S 


Bacteria; 


strain WPH 179 16 
Bacteroidetes; 


strain ATCC 51131 


Bacteria; Actinob 


Mycobacterium. 


243600 Bacteria_16S 


strain YIM 70081 


castelarensis Bac 


Streptomycetaceae 
243600 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 


Micrococcaceae; N 
243600 Bacteria_16S 
benzenivorans str 
Bacteria; Actinob 


Pseudonocardia. 


243600 Bacteria_16S 


strain R9242 16S 


nivimaris strain 
Bacteria; 


pluranimalium Bac 
Actinomycetaceae; 


243600 Bacteria_16S 


indolicum strain 
Bacteria; 


cetonica strain 4 
Bacteria; Proteob 


243600 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


243600 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


243600 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


243600 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


243600 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


243600 Bacteria_16S 


subsp. socranskii 
socranskii subsp. 


243600 Bacteria_16S 


multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nakamurella. 


243600 Bacteria_16S 


Ba 
243600 Bacteria_16S 


Proteob 
243600 Bacteria_16S 
pluranimalium str 


Proteob 
243600 Bacteria_16S 


257165 257141 68 92 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
328436 328404 48 80 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
334702 334674 53 81 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
360149 360125 56 


80 gi 


369118 369090 53 81 gi 
ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

427531 427507 56 80 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 

524095 524067 53 81 gi 
ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


, 


569880 569852 53 81 
ribosomal RNA, partial sequence 


gi 


613627 613587 65 104 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
669705 669677 53 81 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

686293 686269 61 85 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
687858 687834 61 85 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
689409 689385 61 85 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
695534 695506 52 80 gi 
in DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; Plancto 


778220 778192 53 81 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

899958 899926 53 85 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
969470 969442 53 81 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 

984712 984680 53 85 gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
1162205 1162177 53 81 gi 
44233 16S ribosomal RNA, partial seque 


v 


1234818 1234786 48 80 


326926 32843 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243600 Bacteria_16S 
castelarensis str 


568394 56988 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
243600 Bacteria_16S 


265678891 
ence 25570 
riales; Bu 
265678842 


ae; Prevot 
265678838 

33324 
ales; Cory 
265678815 


ococcineae; 
265678809 
sequence 


265678770 
1 sequence 


265678703 
ence 52260 
ales; Pseu 


265678673 


nomycineae; 


265678643 
ence 61213 
nadales; M 
265678603 
al sequenc 


265678592 
ce 68477 
acterales; 
265678591 
68634 
acterales; 
265678590 
equence 
ria; Desul 
265678586 
sequence 
mycetacia; 


265678528 
sequence 
dae; Actin 


265678445 
nce 89842 
nibacillus 
265678398 
equence 

ae; Actino 


265678388 
artial seq 
irochaetal 
228721225 
nce 11607 
omycetales 


’ 


219878266 


gi 


ref 
3 257168 Burkho 
rkho 
ref 
5 Prevotella oulorum Bacteria; 
ella. 
ref 
5 334704 Mycob 
neba 


ref 
4 Nesterenkonia 


ref 
e; Actinomycet 
ref 
e; Actinomycet 
ref 
2 524095 Pseud 


dono 


ref 
1 Actinobaculum 


ref 
0 613627 Psychr 
orax 
ref 
e 668320 66970 
e; Actinomycet 


ref 
4 686292 Desul 


ref 
3 687857 Desul 


ref 


foba 
ref 


ref 
omyc 


ref 
7 899962 Paeni 


ref 
myce 
ref 
uenc 
es; 


ref 
39 1162206 Nakamu 


ref 


NR_029199.1 


lderiaceae; 
NR_029147.1 


NR_029143.1 
a 
M 


cterineae; 


NR_029120.1 
Micrococcacea 
NR_029114.1 


367645 369119 
ales; Strept 


NR_029075.1 
426041 427535 
ales; Microc 


NR_029008.1 
fe} 


cardineae; P 


NR_028978.1 
Actinomycetace 
NR_028948.1 


ellaceae; Ps 
NR_028908.1 
6 
ales; Actino 
NR_028897.1 
£ 
ulfobacterac 
NR_028896.1 
f 
ulfobacterac 
NR_028895.1 
687908 689408 
cterales; De 
NR_028891.1 

694091 695537 
Planctomycetale 


Des 


Des 


NR_028832.1 
776745 778221 
etales; Cory 


NR_028747.1 
b 


NR_028700.1 
967981 969477 
tales; Strep 


NR_028690.1 
e 983192 
Spirochaetac 


e: 


Burkholderia 
lderia xenovorans 
Burkholderia. 

Prevotella oulorum 


Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Nesterenkonia lutea 
lutea Bacteria; 
Nesterenkonia. 
Streptomyces 
Streptomyces 
omycineae; 


’ 


Nesterenkonia 
Nesterenkonia 
occineae; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 
Psychrobacter 
obacter nivimaris 
ychrobacter. 
Arcanobacterium 
Arcanobacterium 
mycineae; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Gordonia 
Gordonia 
nebacterineae; 


Paenibacillus 
acillus koreensis 


Kitasatospora 
Kitasatospora 
tomycineae; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 


NR_027604.1 
Frankineae; Na 


NR_025405.1 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Microbacterium 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


; Microbacterium. 


243600 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


243600 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


243600 Bacteria_16S 


DSM 10542 16S rib 


osomal RNA, partial sequence 


1255844 1255812 53 85 gi|219857194 
n DSM 6472 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Paenibacillaceae; B 

1329952 1329928 59 83 gi| 219846090 
5 16S ribosomal RNA, partial sequence 13284 
tes; Clostridia; Clostridiales; Veillonellaceae; 

1349943 1349911 48 80 gi| 228720600 


1348448 13499 


ref|NR_024822.1 
1254345 125584 


Brevibacillus 
5 Brevibacillus 


revibacillus. 

ref|NR_025680.1| Dialister invisus DSM 
39 1329962 Dialister invisus DSM 15470 
Dialister. 

ref|NR_027595.1| Sanguibacter keddieii 
42 Sanguibacter keddieii DSM 10542 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

243600 Bacteria_16S 1378636 1378596 65 104 gi|228717562|ref|NR_027564.1| Teredinibacter 
turnerae strain T7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredinibacter turnerae T7901 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 
Teredinibacter. 

243600 Bacteria_16S 1420613 1420589 59 83 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243600 Bacteria_16S 1429922 1429882 65 104 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 

243600 Bacteria_16S 1452842 1452814 53 81 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

243600 Bacteria_16S 1489224 1489196 53 81 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243600 Bacteria_16S 1557030 1557002 53 81 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

243600 Bacteria_16S 1558524 1558496 53 81 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

243600 Bacteria_16S 1571979 1571939 65 104 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
243600 Bacteria_16S 1574998 1574970 53 81 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 
243600 Bacteria_16S 1576524 1576496 53 81 gi|219856867|ref|NR_024686.1| Lentzea waywayandensis 


strain JCM 9114 1 
Actinobacteria; A 


243600 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


243600 Bacteria_16S 


strain R2014 16S 
Actinobacteria; A 


243600 Bacteria_16S 


strain R5292 16S 
Actinobacteria; A 


243600 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


243600 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


ctinobacteridae; Actinomycetales; Pseu 
1626851 1626819 48 80 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Arsenicicoccus. 

1669587 1669559 53 81 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1683233 1683205 53 81 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1710792 1710764 53 81 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


Acti 
gi 


1736621 1736593 53 81 gi 
ain R10176 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Actinomyces. 


243600 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


243600 Bacteria_16S 


strain ISP 5293 1 
Actinobacteria; A 


1744317 1744289 53 81 gi 
R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1772982 1772954 53 81 gi 


ctinobacteridae; Actinomycetales; Stre 


243600 Bacteria_16S 


1775978 1775950 53 81 gi 


6S ribosomal RNA, partial sequence 1575051 15765 


1668114 16695 


1681727 16832 


6S ribosomal RNA, partial sequence 1771537 17729 


donocardin 

219878459 
sequence 

Actinomyce 


219878429 


nomycineae 
219878420 


nomycineae 
219878401 
ce 17093 
ales; Cory 
219878384 
sequence 

e; Actinom 


219878378 
ce 17428 
ales; Stre 
219878355 


ptomycinea 


eae; Actinosynne 
ref|NR_025598.1 

1625384 162685 
tales; Micrococc 


ref|NR_025568.1 


2. Ac 
ref 


tinomycetace 
NR_025559.1 
; Actinomycetace 
ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


ref|NR_025523.1 
1735130 173662 
ycetales; Actino 


ref|NR_025517.1 
31 1744318 Nocard 
ptosporangineae; 
ref|NR_025494.1 
83 Streptomyces 
e; Streptomyceta 


219878353 


longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Arsenicicoccus 

0 Arsenicicoccus 

ineae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Nocardiopsis 
iopsis metallicus 


Nocardiopsaceae; 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 


ref |NR_025492.1 
1774532 177597 


Streptomyces 
9 Streptomyces 


longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


243600 Bacteria_ 


flaccumfaciens pv 
Curtobacterium flaccumfaciens pv. 


Actinomycetales; 
243600 Bacteria_ 


strain P 229/10 1 


Streptomyces. 
16S 1812517 1812485 48 80 gi 
flaccumfaciens strain LMG 3645 16S r 


219878328 
ibosomal R 


ref 
: NA, 
Micrococcineae; Microbacteriaceae; Curtobacteriu 
16S 1823251 1823219 48 80 gi| 219878321 
6S ribosomal RNA, partial sequence 1821775 18232 


m. 
ref 


NR_025467.1 


NR_025460.1 


partial sequ 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycineae; 


Curtobacterium 
ence 1811040 1812516 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 
243600 Bacteria_16S 1859700 1859672 53 81 gi|219878295|ref|NR_025434.1] Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 


testudinoris Bact 
Corynebacteriacea 


243600 Bacteria_ 


foliorum strain P 
foliorum Bacteria 


Microbacterium. 

243600 Bacteria_ 
phenolica strain 
Bacteria; 
243600 Bacteria_ 


macestii strain M 
Proteob 


Bacteria; 
243600 Bacteria_ 


haemolyticum stra 


haemolyticum DSM 
Actinomycetaceae; 


243600 Bacteria_16S 
strain 534-30 16S 
P 
243600 Bacteria_16S 
simulans strain U 
Bacteria; Actinob 


Planctomycetes; 


Corynebacterium. 


243600 Bacteria_16S 


strain LMG 12370 
Firmicutes; 


strain NNO15860 1 
Bacteroidetes; Fl 


243600 Bacteria_16S 


strain NNO15840 1 
Bacteroidetes; Fl 


243600 Bacteria_16S 


strain ATCC 19422 


Bacteria; Actinob 
Mycobacterium; My 
243600 Bacteria_16S 


strain DSM43926 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
243600 Bacteria_16S 2343241 2343213 53 81 gi|219857500|ref|NR_025088.1 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 23432 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
243600 Bacteria_16S 2431360 2431320 45 85 gi|219857437|ref|NR_025025.1 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 243135 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; P 
243600 Bacteria_16S 2601010 2600984 59 85 gi| 219857268 |ref|NR_024899.1 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 260100 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
243600 Bacteria_16S 2602564 2602538 59 85 gi| 219857267 |ref|NR_024898.1 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 26025 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
243600 Bacteria_16S 2604118 2604092 59 85 gi|219857266|ref|NR_024897.1 
strain 177 16S ribosomal RNA, partial sequence 2602614 26041 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
243600 Bacteria_16S 2605672 2605646 59 85 gi| 219857265 |ref|NR_024896.1 
strain P925 16S ribosomal RNA, partial sequence 2604168 26056 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
243600 Bacteria_16S 2705628 2705604 61 85 gi| 219857185 |ref|NR_024813.1 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 270562 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
243600 Bacteria_16S 2761027 2760995 48 80 gi| 219857146 |ref|NR_024774.1 


Proteob 


Bacil 
243600 Bacteria_16S 


acteria; Deltaproteobacteria; Desulfob 
16S 1978276 1978252 61 85 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
16S 1981384 1981356 53 81 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

2012401 2012373 52 80 gi 
ribosomal RNA, partial sequence 2010901 20124 
lanctomycetacia; Planctomycetales; Planctomyceta 
2037750 2037722 53 81 gi| 219878170 
CL553 16S ribosomal RNA, partial sequence 20362 
acteria; Actinobacteridae; Actinomycetales; Cory 


Des 
ref 


acterales; 
219878210 
19767 
ibrionales 
219878208 
al sequenc 
bacteridae 


a 
ref 


’ 


Ac 


219878188 |ref 
ceae 
ref 


neba 


2039300 2039274 59 85 gi 
16S ribosomal RNA, partial sequence 2037802 20 
lales; Bacillaceae; Virgibacillus. 

2063938 2063906 48 80 gi 
6S ribosomal RNA, partial sequence 2062466 20639 
avobacteria; Flavobacteriales; Flavobacteriaceae 
2065462 2065430 48 80 gi| 219878147 
6S ribosomal RNA, partial sequence 2063988 20654 
avobacteria; Flavobacteriales; Flavobacteriaceae 
2135522 2135494 53 81 gi|219857645 
16S ribosomal RNA, partial sequence 21340 


219878169 
393 


ref 


219878148 |ref 


; Ce 
ref 


; Ce 
ref 


6S ribosomal RNA, partial sequence 2308611 23100 


73 1978275 Desul 
De 


e 1979903 19813 


84 2037751 Coryne 


07 Virgibacillus 


37 Cellulophaga 


61 Cellulophaga 


40 2135523 Mycob 


ulfobacterac 
NR_025349.1 
£ 
sulfomicrobi 
NR_025347.1 
8 


tinomycetale 


NR_025327.1 


; Planctomyc 
NR_025309.1 
cterineae; C 


NR_025308.1 


NR_025287.1 


llulophaga. 
NR_025286.1 


llulophaga. 
NR_025234.1 
a 


eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
16S 1949551 1949519 48 80 gi|219878229|ref|NR_025368.1| Microbacterium 
333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
16S 1976723 1976699 61 85 gi|219878211|ref|NR_025350.1| Desulfobacula 
PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 


eae; Desulfobacula. 

Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Arcanobacterium 

5 Arcanobacterium 

s; Actinomycineae; 


Planctomyces maris 


04 Planctomyces maris Bacteria; 


es. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Virgibacillus proomii 
proomii Bacteria; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Mycobacterium microti 
cterium microti 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
cobacterium tuberculosis complex. 
2310055 2310027 53 81 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Papillibacter 

9 Papillibacter 
apillibacter. 
Mannheimia 

9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Lactobacillus 
7 Lactobacillus 
Ss. 


Actinokineospora 


terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 


Actinokineospora. 
243600 Bacteria_16S 
venezuelae strain 


Streptomycetaceae; 
243600 Bacteria_16S 
strain JCM 9920 1 


243600 Bacteria_16S 
strain JCM 4662 1 


243600 Bacteria_16S 


Streptomycetaceae; 
243600 Bacteria_16S 


2773082 2773054 53 


2774618 2774590 53 


2776156 2776128 53 


2777695 2777667 53 


2831875 2831847 53 81 


81 
JCM 4526 16S ribosomal RNA, partial sequence 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
81 
6S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
81 
6S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
81 
albofaciens strain JCM 4342 16S ribosomal RNA, 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi| 219857136 


gi| 219857135 


gi| 219857133 


219857132 
sequence 


gi 
partial 


gi| 219856903 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 


kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
243600 Bacteria_16S 
strain IMC S-0802 


243600 Bacteria_16S 


strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


243600 Bacteria_16S 
strain ATCC 33616 
Bacteria; 
243600 Bacteria_16S 


plecoglossicida strain FPC951 16S ribosomal RNA, partial 
plecoglossicida Bacteria; 


Pseudomonas. 
243600 Bacteria_16S 


dextrinosolvens strain 0554 16S ribosomal RNA, partial 
dextrinosolvens Bacteria; 


Succinivibrio. 
243600 Bacteria_16S 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
243600 Bacteria_16S 


2833413 2833385 53 81 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2834939 2834911 53 81 


2858060 2858036 61 85 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


2921006 2920966 65 10 
Proteobacteria; 
3057532 3057492 65 10 
Proteobacteria; 


3086112 3086088 61 85 


3087557 3087533 61 85 


gi| 219856902 


gi| 219856901 
gi| 219856886 


4 gi| 219856843 


219846884 
sequence 


4 gi 


Gammaproteobacteria; Aeromonadales; 


gi|219846865 


gi|219846864 


denitrificans strain 381 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
243600 Bacteria_16S 
strain ATCC 25470 


243600 Bacteria_16S 
falsenii CCUG 336 


Corynebacterium. 
243600 Bacteria_16S 
mastitidis strain 


Corynebacterium. 
243600 Bacteria_16S 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


243600 Bacteria_16S 


lipophiloflavum strain DSM 44291 16S ribosomal 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


243600 Bacteria_16S 


imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
243600 Bacteria_16S 


51 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3105577 3105549 53 81 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3149114 3149086 53 81 


3207000 3206972 53 81 


S-8 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3208518 3208490 53 81 


3214497 3214469 53 81 


3216019 3215991 53 81 


3307096 3307072 61 85 


219846852 
31040 


gi 


219846823 
31476 


gi 
sequence 


219846784 
32055 


gi 
219846783 


gi 


gi| 219846778 


RNA, partial sequence 


219846777 
32145 
Cory 


gi 


gi|219846717 


746 
Streptomycineae; 


761 


Streptomycineae; 


Actinomycetales; 


Streptomycineae; 


28334 


28565 


sequence 


Gammaproteobacteria; Pseudomonadales; 


sequence 3084717 308611 


Rhodobacterales; 


Rhodobacterales; 


Streptomycineae; 


Corynebacterineae; 


Corynebacterineae; 


Actinomycetales; 


Actinomycetales; 


ref |NR_024764.1 


ref|NR_024763.1 
19 Streptomyces 


ref|NR_024761.1 
57 Streptomyces 


ref |NR_024760.1 


ref|NR_024724.1 
2830390 283187 


ref |NR_024723.1 


ref |NR_024722.1 


ref|NR_024705.1 


ref|NR_024662.1 
2919511 292100 


ref|NR_026476.1 
3056079 305754 
Suc 


ref|NR_026457.1 


ref |NR_026456.1 
3086162 308755 


ref|NR_026444.1 
98 3105578 Strept 
Streptomyceta 
ref|NR_026415.1 
42 3149116 Coryne 
c 


ref |NR_026376.1 
25 3207001 Coryne 
Cc 


ref|NR_026375.1 


Coryne 


ref |NR_026370.1 
321302 


Cory 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


ref 


2771601 277308 
Actinomycetales; 


2776208 277769 
Actinomycetales; 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Streptomyces peucetius 


peucetius Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 


2831928 2833415 Streptomyces albulus Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Nocardia vinacea 


66 2834941 Nocardia vinacea Bacteria; 
Nocardiaceae; 


Nocardia. 
Pseudomonas cissicola 


57 2858059 Pseudomonas cissicola 
Xanthomonadaceae; 


Xanthomonas. 
Pseudomonas 
8 Pseudomonas 


Pseudomonadaceae; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Paracoccus 
6 Paracoccus 


Rhodobacteraceae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Lactobacillus oris 


NR_026309.1 


strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 


Firmicutes; 


Lactobacillales; 


Lactobacillaceae; 


Lactobacillus. 


243600 Bacteria_16S 
strain Z-7692 16S 
Spi 
243600 Bacteria_16S 
strain Z-7491 16S 
Spi 
243600 Bacteria_16S 
strain Z-7591 16S 
Spi 
243600 Bacteria_16S 
termitidis strain 
termitidis Bacter 


Spirochaetes; 


Spirochaetes; 


Spirochaetes; 


Desulfovibrio. 


243600 Bacteria_16S 


strain DSM 44015 


Bacteria; Actinob 
243600 Bacteria_16S 


strain DSM 43205 


strain DSM 43045 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3380099 3380058 44 85 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


et 


a; 


3381619 3381591 53 81 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3473392 3473364 53 81 gi 


al 


ne 


3505105 3505073 48 80 


gi 


eq 


a. 


es; 


3316063 3316039 61 85 gi|219846710|ref|NR_026302.1 
ribosomal RNA, partial sequence 3314589 33160 
rochaetales; Spirochaetaceae; Spirochaeta. 

3317588 3317564 61 85 gi| 219846709 |ref|NR_026301.1 
ribosomal RNA, partial sequence 3316113 33175 
rochaetales; Spirochaetaceae; Spirochaeta. 

3319107 3319083 61 85 gi|219846708|ref|NR_026300.1 


3317638 33191 


219846663 
uence 
Desulfo 


219846662 
33801 
Cory 
219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243600 Bacteria_16S 


bacterin 
219846573 
16S ribosomal RNA, partial sequence 3503623 35051 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; 
ref |NR_026186.1 


Nocardiacea 
NR_026165.1 


eae; 
ref 


G 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

243600 Bacteria_16S 3602944 3602916 53 81 gi| 219846505 |ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

243600 Bacteria_16S 3613434 3613394 65 104 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

243600 Bacteria_16S 3719342 3719302 65 104 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

243600 Bacteria_16S 3813828 3813788 65 104 gi|219846354|ref|NR_025945.1| Aeromonas 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 

243600 Bacteria_16S 3816901 3816861 65 104 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

243600 Bacteria_16S 4008004 4007972 48 80 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

243600 Bacteria_16S 4009557 4009517 65 104 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

243600 Bacteria_16S 4012598 4012566 48 80 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
243600 Bacteria_16S 4202528 4202500 53 81 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243600 Bacteria_16S 4204026 4203998 53 81 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
243600 Bacteria_16S 79995 79956 66 104 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

243600 Bacteria_16S 104433 104410 58 81 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

243600 Bacteria_16S 110448 110421 53 80 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

243600 Bacteria_16S 111990 111963 58 85 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 


strain BR 16S rib 
Spirochaetes; Spi 


osomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Treponema. 


110499 111992 Treponema maltophilum Bacteria; 


243600 Bacteria_16S 


strain 55134 16S 


strain NVI 88/441 
Proteobacteria; 


strain Uedal07 16 
Proteobacteria; 


strain ATCC 33433 
Proteobacteria; 


ryukyuensis Bacte 


243600 Bacteria_16S 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


243600 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


picturae strain L 
picturae Bacteria 
Brevibacterium. 


243600 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


243600 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


243600 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


243600 Bacteria_16S 
in LMG 21969 16S ribosomal RNA, partia 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


243600 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


243600 Bacteria_16S 
gum strain SKF-AAD-609 16S ribosomal R 


aridum subsp. lar 


Actinomycetales; 


G 
243600 Bacteria_16S 
silvestris strain 
silvestris Bacter 
243600 Bacteria_16S 


G 
G 


243600 Bacteria_16S 
ryukyuensis strai 


145594 145567 53 80 
ribosomal RNA, partial sequence 


gi 


S ribosomal RNA, partial sequence 


1004810 1004787 62 85 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1056553 1056530 62 85 gi 


Firmicutes; Bacillales; 
1346862 1346835 53 


ria; 


80 gi 


1351462 1351439 58 
osomal RNA, partial sequence 


81 gi 


1604263 1604236 53 80 gi 


; Actinobacteria; Actinobacteridae; Ac 


1617763 1617736 53 80 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; §S 
1619286 1619259 53 80 gi 
hingobacteria; Sphingobacteriales; Cyc 
1620809 1620782 53 80 gi 
n LMG 21971 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 
1622332 1622305 53 


80 gi 


eria; Bacteroidetes; Sphingobacteria; 

1628367 1628340 53 80 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 


1664981 1664958 58 81 gi 


Kibdelosporangium aridum subsp. largum 
Pseudonocardineae; Pseudonocardiaceae; 
1674074 1674051 58 81 gi 


243600 Bacteria_16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


243600 Bacteria_16S 


keratiniphila sub 


Amycolatopsis keratiniphila subsp. noga 


Actinomycetales; 


243600 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


243600 Bacteria_16S 
G 20345 16S ribosomal RNA, partial seq 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


243600 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


rain ST101170 16S ribosomal RNA, parti 


e; Amycolatopsis. 
1677094 1677071 58 81 gi 
sp. nogabecina strain DSM 44586 16S ri 


Pseudonocardineae; Pseudonocardiaceae; 
1678611 1678588 58 81 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1761072 1761045 53 


80 gi 


Actinobacteria; Actinobacteridae; Act 


1762593 1762566 53 80 gi 
LMG 20336 16S ribosomal RNA, partial s 


243600 Bacteria_16S 


1774480 1774453 53 80 gi 


144082 14559 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243600 Bacteria_16S 


770475 77198 


ammaproteobacteria; Pseudomonadales; Pseudomonad 


243600 Bacteria_16S 


n 015-7 16S ribosomal RNA, partial seq 
Bacillace 


1349993 13514 
acteria; Actinobacteridae; Actinomycet 
243600 Bacteria_16S 
MG 22061 16S ribosomal RNA, partial se 


16S ribosomal RNA, partial sequence 1617815 16192 


cteria; Actinobacteria; Actinobacterid 


a; Actinobacteria; Actinobacteridae; Act 


265678966 


265678375 
10033 
Enterobac 
265678340 
uence 
ae; Parali 
228720938 
ence 13453 
mycetales; 


228720546 


ales; Cory 
219878475 
quence 

tinomyceta 


219878465 
sequence 
phingobact 


219878464 


lobacteria 
219878463 
sequence 
phingobact 


219878462 
1 sequence 
Sphingobac 


219878458 
nce 16269 
s; Flavoba 
219878432 
NA, partia 


Kibdelosp 
219878426 
al sequenc 
ae; Actino: 


’ 


219878424 
bosomal RN. 


Amycolato 

219878423 
sequence 

Actinomyc 


219878365 
uence 
inomycetal 


219878364 
equence 
inomycet 


ref|NR_029274.1| Jonesia denitrificans 
5 Jonesia denitrificans Bacteria; 


ococcineae; Jonesiaceae; Jonesia. 

710185 710150 65 99 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

731828 731781 38 85 gi|265678561|ref|NR_028865.1| Solibacillus 
HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
ia; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

771976 771953 62 85 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 

aceae; Cellvibrio. 

ref|NR_028677.1| Kluyvera ascorbata 

52 1004810 Kluyvera ascorbata Bacteria; 

teriaceae; Kluyvera. 

ref|NR_028642.1| Paraliobacillus 
1055053 1056552 Paraliobacillus 

obacillus. 

ref|NR_027599.1 

82 1346861 Brachy. 


Micrococcineae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


ref|NR_027594.1| Gordonia bronchialis 

64 Gordonia bronchialis DSM 43247 

nebacterineae; Gordoniaceae; Gordonia. 

ref|NR_025614.1| Brevibacterium 
1602772 1604264 Brevibacterium 

les; Micrococcineae; Brevibacteriaceae; 


ref |NR_025604.1 
1616292 161776 
eriales; Cycloba 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 
ref|NR_025603.1| Algoriphagus chordae 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 
ref|NR_025602.1| Algoriphagus 

1619338 1620810 Algoriphagus 
eriales; Cyclobacteriaceae; 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


Flavobacterium 
acterium frigoris 
obacterium. 
Kibdelosporangium 
1663507 1664980 


ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025571.1 
1 sequence 


Bacteria; Actinobacteria; Actinobacteridae; 


orangium. 
ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseud 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


ref 
A, Pp 


NR_025563.1 
artial seque 


Amycolatopsis 
nce 1675626 1677096 


becina Bacteria; Actinobacteria; Actinobacteridae; 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


ref|NR_025504.1 

1759669 176107 
es; Micrococcine 
ref|NR_025503.1 
1761124 176259 
ales; Micrococci 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


, 


219878354 


ref|NR_025493.1| Streptomyces 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 


roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


243600 Bacteria_16S 


strain DSM 46000 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


243600 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


243600 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


243600 Bacteria_16S 
joostei strain LM 


joostei Bacteria; 


243600 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


243600 Bacteria_16S 


strain CCUG 35957 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243600 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


243600 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


243600 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


243600 Bacteria_16S 


xinjiangense stra 
xinjiangense Bact 


243600 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


243600 Bacteria_16S 


strain FI-13295 1 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


243600 Bacteria_16S 


australiense stra 
australiense Bact 
Propionibacteriac 


243600 Bacteria_16S 


strain K265 16S r 
Actinobacteria; A 


243600 Bacteria_16S 


strain K300 16S r 
Actinobacteria; A 


243600 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


243600 Bacteria_16S 


strain IMMIB D-15 
Actinobacteria; A 


243600 Bacteria_16S 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 


Proteobacteria; G 


243600 Bacteria_16S 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 


Streptomyces. 
1807930 1807903 53 


, 
80 gi 
oc 
1818665 1818638 53 80 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


al 
Ss 


1893528 1893505 62 85 gi 
train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
1896660 1896637 62 85 gi 


eltaproteobacteria; Desulfobacterales; 
1920552 1920525 53 80 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1922060 1922033 53 80 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


1 


2036232 2036205 53 80 gi 
16S ribosomal RNA, partial sequence 

oc 
2099078 2099051 62 89 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


ue 
ri 


2173401 2173378 62 85 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2180885 2180858 53 80 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2182401 2182374 53 80 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 
2316098 2316075 62 85 gi 

16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
2328278 2328255 58 81 gi 


se 


ba 


L 


ne 
2358432 2358405 53 80 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
2359950 2359923 53 80 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 

2361475 2361448 53 80 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2362992 2362965 53 80 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2376625 2376586 46 85 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2384206 2384183 58 81 gi 
92 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2443542 2443504 67 104 gi 


ia 


v 
gi 


Micr 
gi 


oc 


Micr 
gi 


oc 


ne 


ammaproteobacteria; Alteromonadales; She 


2514559 2514532 53 80 gi 


219878331 
16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243600 Bacteria_16S 219878324 


219878269 
tl: 
la 

219878267 
6S ribosomal RNA, partial sequence 1895145 18966 

D 

219878248 
ue 
ct 

219878247 


av 


219878171 


219878123 


219857620 


219857613 
eq 


219857612 


av 
219857519 


mai 
219857511 
6S ribosomal RNA, partial sequence 2326828 23282 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


243600 Bacteria_16S 219857489 


219857488 


219857487 
2360002 23614 


219857486 
2361525 23629 


219857476 
2375159 23766 
219857471 


219857424 


219857368 


Strep 


ref|NR_025470.1 


; Cellulomonadac 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


occineae 


sequenc 
phingoba 


ref 
nce 
cillus. 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 

1920604 192206 
ales; Flavobacte 


NR_025408.1 
al seque 189204 


ceae; Ba 


esulfoba 


nce 
eriales; 


sequence 
obacteri 


’ 


ref |NR_025310.1 
53 2036233 Rothia 
; Micrococcaceae 
ref |NR_025262.1 

2097632 209908 
biales; Phylloba 


20347 
occineae 


nce 
a; Rhizo 
ref |NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 
ales; Flavobacte 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


21719 
udomonad 


ND 


uence 


cteriale 


ND 


sequen 
obacte 


ce 
ri 


231 
monada 


46 
ce 


bacterin 


23569 
es; Prop 
ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


1 sequen 
Actinomy 


ref|NR_025075.1 


7 Mi 
ref 


crobacteriac 
NR_025074.1 


occineae 


7 Mi 
ref 


crobacteriac 
NR_025064.1 


occineae 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025012.1 


23827 
bacterin 


wanellaceae; Shewanella. 


tomycineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Sporocytophaga 

7 Sporocytophaga 

bacteraceae; 


Bacillus 
0 1893527 Bacillus 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 

Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Nitratireductor 

7 Nitratireductor 
cteriaceae; 


’ 


Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 
Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 
Comamonas koreensis 
nas koreensis Bacteria; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Shewanella japonica 


41 Shewanella japonica Bacteria; 


ref |NR_024956.1 
2513094 2514560 Xylani 


Xylanimicrobium 
microbium pachnodae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanimicrobium. 


243600 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


243600 Bacteria_16S 


strain IFO 16235 
Actinobacteria; A 


243600 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


243600 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


243600 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; G 


243600 Bacteria_16S 


strain HKI 0136 1 
Actinobacteria; A 


243600 Bacteria_16S 


strain TA68 16S r 
Actinobacteria; A 


243600 Bacteria_16S 


strain TAGA27 16S 
Actinobacteria; A 


243600 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


243600 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


243600 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


243600 Bacteria_16S 


strain DSM 11140 
Actinobacteria; A 


243600 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


243600 Bacteria_16S 


strain BN6 16S ri 
Proteobacteria; A 


243600 Bacteria_16S 


strain DSM 44140 
Actinobacteria; A 


243600 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


243600 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
243600 Bacteria_16S 


strain DSM 43040 
Actinobacteria; A 


243600 Bacteria_16S 


DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 


243600 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


243600 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


243600 Bacteria_16S 


halophytica DSM 4 


2637924 2637881 43 85 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2841013 2840986 53 80 gi 


E 


ctinobacteridae; Actinomycetales; Micr 
2853383 2853357 59 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2970808 2970781 53 80 gi 
AA-1042 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 
2990659 2990624 70 


oc 


na 


qu 
Ac 


104 gi 


ammaproteobacteria; Legionellales; Legio 
3040746 3040711 46 81 gi 


ctinobacteridae; Actinomycetales; Cory 
3093512 3093485 53 80 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3095029 3095002 53 80 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3104046 3104023 58 81 gi 
in HR1-2 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
e; Verrucosispora. 

3144566 3144543 62 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3176578 3176555 58 81 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 
3226622 3226595 53 


ne 


Micr 
gi 


oc 


oc 


te 


s 


80 gi 
ctinobacteridae; Actinomycetales; Micr 
3297835 3297812 62 85 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3312986 3312963 62 85 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3322143 3322120 58 81 gi 


oc 


en 
sp 


Sp 


ctinobacteridae; Actinomycetales; Cory 
3325196 3325173 58 81 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 
3329763 3329740 58 81 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


ne 


qu 
ti 


en 
al 
3331292 3331269 58 81 gi 
ctinobacteridae; Actinomycetales; Micr 
3341850 3341827 58 81 gi 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


3344897 3344874 58 81 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3346424 3346401 58 81 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 
al 


3347950 3347927 58 81 gi 
3171 16S ribosomal RNA, partial sequence 


ce 


ce 
es; 


es; 


es; 


dales; 
219846944 
ence 
tinomyce 


rales; 
219846804 
equence 
Actinomyc 


219857233 


26364 


nterobac 
219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
occineae 
219856889 


28518 
xX 


219846930 
6S ribosomal RNA, partial sequence 2989207 29906 
nellacea 
219846896 
6S ribosomal RNA, partial sequence 3039256 30407 
bacterin 
219846860 
3092041 30935 
occineae 
219846859 
3093562 30950 
occineae; 
219846853 
ence 

Actinomy 


219846826 


31431 
R 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
occineae 
219846723 


32963 


iraceae; 
219846712 
3311548 33129 
hingomon 
219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
bacterin 
219846702 
ence 

nomyceta 


219846699 


33282 
Micr 


219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
omonospori 
219846690 
3340376 3341852 Micro 
omonospori 


219846688 


33434 
Micr 


219846687 


33449 
Micr 


219846686 


ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024716.1 
; Microbacteriac 
ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_026536.1 

2969338 297081 
tales; Propionib 
ref |NR_026522.1 
e; Li 
ref 


egionella. 
NR_026488.1 


Gordoniacea 
NR_026452.1 


eae; 
ref 
> Mi 
ref 


crococcacea 
NR_026451.1 


7 Mi 
ref 


crococcacea 
NR_026445.1 
102586 310404 
cetales; Micromo 


Ww 


ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026396.1 
175122 317658 
etales; Coryneba 


Ww 


ref|NR_026362.1 


; Intrasporangia 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_026304.1 


adac 
ref 


eae; Sphingo 
NR_026297.1 


Gordoniacea 
ref|NR_026294.1 

3323723 332519 
les; Micromonosp: 


eae; 


ref |NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ref|NR_026290.1 


; Micromonos 
NR_026282.1 
spora rosari 
Micromonos 


neae 
ref 

mono 

neae 


, 


ref |NR_026280.1 
22 3344899 Microm 
omonosporineae; 


ref |NR_026279.1 
50 3346425 Microm 
omonosporineae; 


ref |NR_026278.1 


Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Pseudomonas geniculata 
monas geniculata 


Friedmanniella 
0 Friedmanniella 


acterineae; 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
e: 


Kocuria. 
Kocuria palustris 


’ 


28 Kocuria palustris Bacteria; 
e: 


Kocuria. 
Verrucosispora 
7 Verrucosispora 
nosporineae; 


v 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Corynebacterium 
0 Corynebacterium 

cterineae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 
Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium fulvum 


Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Micromonospora rosaria 

a Bacteria; 

poraceae; 


Micromonospora 
onospora inositola 
Micromonosporaceae; 


Micromonospora 
onospora aurantiaca 
Micromonosporaceae; 


Micromonospora 


3346476 3347951 Micromonospora halophytica 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


243600 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


243600 Bacteria_16S 


strain DSM 9580 1 


strain DSM 20119 


strain DSM 20138 


histidinolovorans 
histidinolovorans 


3349476 3349453 58 81 gi 
3 16S ribosomal RNA, partial sequence 


3352539 3352512 53 80 gi 


3402749 3402722 53 80 gi 


3404285 3404258 53 80 gi 


3405815 3405788 53 80 gi 


Micrococcaceae; Arthrobacter. 


243600 Bacteria_16S 


strain DSM 20116 
Actinobacteria; A 


243600 Bacteria_16S 


strain DSM43338 
Actinobacteria; A 


243600 Bacteria_16S 


strain DSM 4954 1 
Actinobacteria; A 


243600 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


243600 Bacteria_16S 


strain DSM 3133 1 
Actinobacteria; A 


243600 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


243600 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


243600 Bacteria_16S 


lacticum strain D 


lacticum Bacteria; 


Microbacterium. 


243600 Bacteria_16S 


strain DSM 7485 1 
Actinobacteria; A 


243600 Bacteria_16S 


strain DSM 20542 
Actinobacteria; A 


243600 Bacteria_16S 


strain DSM 20528 
Actinobacteria; A 


243600 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


243600 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


243600 Bacteria_16S 
ATCC 33612 16S ribosomal RNA, partial 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


243600 Bacteria_16S 


chlororespirans s 
chlororespirans B 


3407342 3407315 53 80 gi 
ctinobacteridae; Actinomycetales; Micr 
3474922 3474899 58 81 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 


3476445 3476422 58 81 gi 


ctinobacteridae; Actinomycetales; Cory 
3477971 3477948 58 81 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3488602 3488575 53 80 gi 
ctinobacteridae; Actinomycetales; Micr 
3509666 3509639 53 80 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 
3511186 3511159 53 
DSM 2053 
a; Actin 


, 
80 gi 
0 16S ribosomal RNA, partial s 


3512710 3512683 53 
SM 20427 
Actino 


80 gi 
16S ribosomal RNA, partial se 
: bacteria; Actinobacteridae; Ac 
3514233 3514206 53 
6S ribos 
ctinobac 


80 gi 
teridae; Actinomycetales; Micr 
3517277 3517250 53 80 gi 
16S ribo 
ctinobacteridae; Actinomycetales; Micr 
3518799 3518772 53 80 gi 


ctinobacteridae; Actinomycetales; Micr 
3547986 3547959 53 80 gi 
cteroidia; Bacteroidales; Porphyromona 
3549520 3549493 53 80 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
3605969 3605942 53 80 gi 
612 Bacteria; Bacteroidetes; Flavobact 
3686314 3686291 62 85 gi 
train Co23 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 


243600 Bacteria_16S 


3764075 3764052 62 85 gi 


acteria; Actinobacteridae; Actinomycet 


obacteria; Actinobacteridae; Act 


219846685 
33480 
ales; 


219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243600 Bacteria_16S 


oc 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243600 Bacteria_16S 


oc 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243600 Bacteria_16S 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


oc 

219846642 
ar 
ridae; 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 


oc 
219846593 

34734 
ne 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 
bacterin 


ne 
219846591 
al sequenc 
e; 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 
occineae 


oc 
219846570 
L 


219846569 
equence 


219846568 
quence 
tinomyceta 


219846567 


omal RNA, partial sequence 3512760 35142 


ococcineae 
219846565 


somal RNA, partial sequence 3515805 35172 


ococcineae 
219846564 


16S ribosomal RNA, partial sequence 3517327 35187 


ococcineae 
219846545 


6S ribosomal RNA, partial sequence 3546505 35479 


daceae; Po 
219846544 
1 sequence 
teroidales 
219846503 
sequence 

eria; 


219846447 
sequence 
ridiales; 
219846390 


Micr 


occineae 


occineae 


occineae 


tial seq 
Act 


occineae; 


bacterin 


Actinomycet 


sequence 
Actinomy 


inomycet 


Flav 


ref |NR_026277.1 


omonosporineae Hi 


ref |NR_026275.1 


7 Mi 
ref 


crobacteriac 
NR_026236.1 
> Mi 
ref 


crococcaceae 
NR_026235.1 


; Micrococcaceae 
ref |NR_026234.1 
uence 340433 


inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
3; Micrococcaceae 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026184.1 


eae; Nocardiacea 
ref |NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_026176.1 


; Cellulomonadac 
ref|NR_026162.1 

3508192 350966 
cetales; Microco 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 
ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 


7 Mi 
ref 


crobacteriac 
NR_026156.1 
; Microbacteriac 
ref|NR_026137.1 
87 Porphyromonas 
rphyromonas 
ref|NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_026095.1 

3604483 360597 
obacteriales; Fl 


ref|NR_026038.1 
3684807 368631 
Peptococcaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 


Micromonosporaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Arthrobacter oxydans 


49 Arthrobacter oxydans Bacteria; 


v 


Arthrobacter. 
Arthrobacter ilicis 


85 Arthrobacter ilicis Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


v 


Arthrobacter. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 

Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 


ref |NR_025981.1 


Butyrivibrio 


fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


243600 Bacteria_16S 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


243600 Bacteria_16S 
SM 5424 16S ribosomal RNA, partial sequence 


salegens strain D 
salegens Bacteria 


243600 Bacteria_16S 


flavescens strain 
Bacteria; Actinob 
Microbacterium. 


243600 Bacteria_16S 
ain DD5/3 16S ribosomal RNA, partial s 


brennaborense str 
brennaborense Bac 


243600 Bacteria_16S 
CTC 7910 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Ac 


ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 


243600 Bacteria_16S 
ribosomal RNA, partial sequence 


strain ES2772 16S 
Bacteroidetes; Ba 


243600 Bacteria_16S 
n DSM 20754 16S ribosomal RNA, partial 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


243600 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


strain R85-13-6 1 
Proteobacteria; E 


strain HKI 0120 1 


strain HKI 0119 1 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


243600 Bacteria_16S 


34635 16S ribosom 
Alphaproteobacter 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


243600 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


auratinigra strai 
auratinigra Bacte 


3777537 3777514 62 
dus. 
3815348 3815321 53 


; Bacteroidetes; 
33383 33361 


36293 36271 


teria; Spirochaetes; 


118270 118233 43 


e; Corynebacterium. 
130337 130315 58 


cteroidia; Bacteroidales; 


159334 159312 58 


; Microbacterium. 
276751 276725 59 


296526 296500 59 


636400 636378 58 


637931 637909 58 


642570 642548 58 


esterenkonia. 

825659 825637 63 
al RNA, partial sequence 
957191 957169 63 


Bacteria; Proteobacteria; 


991003 990977 59 


1032112 1032090 59 


Micromonosporaceae; Micromonospora. 


243600 Bacteria_16S 


strain W1-2B 16S 


strain JCM 4837 1 


pametensis strain 
pametensis Bacter 
Helicobacter. 


243600 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


1070134 1070108 59 


1086481 1086459 59 


1128897 1128871 59 
ia; 
1133448 1133426 58 


CF63 16 
acteria; 


243600 Bacteria_16S 
ATCC BAA-548 16S ribosomal RNA, partial sequence 


1181923 1181889 67 


401 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


85 gi| 219846379 

nce 37759 

Syntrophobacterale 

80 gi| 219846353 

Flavobacteria; Flavobacteriales 

58 80 gi| 265679042 

31915 

ales; Micr 

63 85 gi| 265679040 
equence 

Spirochaetales; Spirochaeta 

81 gi| 265678984 


ria; Actinobacteria; Actinobacteridae; 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
243600 Bacteria_16S 
6S ribosomal RNA, partial sequence 295056 29653 
psilonproteobacteria; Campylobacterale 
243600 Bacteria_16S 
6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
243600 Bacteria_16S 
6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
243600 Bacteria_16S 
rain EL-30 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
243600 Bacteria_16S 
strain BN12 16S ribosomal RNA, partial 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
243600 Bacteria_16S 
n TT1-11 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
243600 Bacteria_16S 
6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243600 Bacteria_16S 
B9A Seymour 16S ribosomal RNA, partia 
Proteobacteria; Epsilonproteobacte 


S ribosomal RNA, partial sequen 
Actinobacteridae; Actinomycet 


tinomyceta 

80 gi| 265678976 
128870 13034 
Prevotellaceae; Prevot 
80 gi| 265678957 
sequence 

Actinomyc 

85 gi| 265678876 
275297 27676 

s; Helicob 

85 gi| 265678863 
s; Helicob 

80 gi| 265678627 


80 gi| 265678626 


80 265678623 


sequence 


gi 


85 gi| 265678496 

824212 825662 Bosea 
sea. 

85 gi| 265678408 

sequence 

Alphaproteobacteria; R 

85 gi| 265678384 

989496 99101 

Enterobac 

81 gi| 265678357 

Actinomyc 

85 gi| 265678331 

1068707 10701 

aulobacter 

81 gi| 265678319 


85 253680771 
1 sequence 


ria; Campy 


gi 


80 253680768 
ce 11319 


ales; 


gi 


Actinomycetales; 


Streptomycineae; 


Micrococ 


ref|NR_025970.1 


s; S 


; Intrasporangia 
ref |NR_028931.1 


; Intrasporangia 
ref |NR_028928.1 
641107 642573 
Micro 


ref 
ves 


NR_028799.1 
trisii Bacte 


ref|NR_028710.1 

955748 957207 
hizobiales; Phyl 
ref|NR_028686.1 
teriaceae; Citro 
ref|NR_028659.1 


1030633 103211 
etales; Micromon 


ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref |NR_028621.1 
81 Streptomyces 
Streptomyceta 
ref|NR_028019.1 

1127427 112890 
lobacterales; He 


ref |NR_028016.1 
55 1133449 Brevib 
cineae; Brev 


100 gi| 228717635 


Thermodesulforhabdus 


78 3777536 Thermodesulforhabdus norvegica 
yntrophobacteraceae; 


ref|NR_025944.1| Salegentibacter 
3813879 3815349 Salegentibacter 
; Flavobacteriaceae; Salegentibacter. 
ref |NR_029350.1| Microbacterium 
33385 Microbacterium flavescens 
ococcineae; Microbacteriaceae; 
ref|NR_029348.1] Treponema 
34837 36333 Treponema 
ceae; Treponema. 
ref|NR_029292.1| Corynebacterium 
116781 118270 Corynebacterium 
les; Corynebacterineae; 
ref|NR_029284.1| Prevotella dentalis 
1 Prevotella dentalis Bacteria; 
ella. 
ref|NR_029265.1| Microbacterium 
157869 159336 Microbacterium 
etales; Micrococcineae; 
ref|NR_029182.1| Helicobacter bilis 
1 Helicobacter bilis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029169.1| Helicobacter mustelae 
6 Helicobacter mustelae Bacteria; 
acteraceae; Helicobacter. 
ref|NR_028932.1| Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Pseudaminobacter 
Pseudaminobacter 


lobacteriaceae; 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Micromonospora 

4 Micromonospora 

osporineae; 


Brevundimonas nasdae 
nasdae Bacteria; 

onas. 

Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Helicobacter 

7 Helicobacter 
licobacteraceae; 


Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


ref|NR_027565.1 


Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 


Victivallis vadensis 


1180467 1181922 Victivallis vadensis ATCC BAA-548 


243600 Bacteria_16S 


profundus strain 
Bacteria; 


strain 16351 16S 
Firmicutes; Clost 


243600 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; 


strain DSM 30063 
Proteobacteria; 


DSM 5563 16S ribo 
Gammaproteobacter 


243600 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; G 


243600 Bacteria_16S 


strain DSM 2665 1 


buryatense strain 
Bacteria; Proteob 


243600 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


243600 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


243600 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


243600 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


243600 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


243600 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


243600 Bacteria_16S 


strain 801 16S ri 
Actinobacteria; A 


243600 Bacteria_16S 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


243600 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


243600 Bacteria_16S 


strain DSM 44267 
Actinobacteria; A 


243600 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; Sp 


243600 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


243600 Bacteria_16S 
n DSM 20647 16S ribosomal RNA, partial 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


243600 Bacteria_16S 
M 9236 16S ribosomal RNA, partial sequ 
tes; 


ruminis strain DS 
Bacteria; Firmicu 


Deinoco 
243600 Bacteria_16S 


G 
243600 Bacteria_16S 


G 
243600 Bacteria_16S 


1437634 1437600 46 80 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1671137 1671111 59 85 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1989236 1989210 59 85 gi 


e 


2 


ammaproteobacteria; Enterobacteriales; 
1992333 1992307 59 85 gi 


ammaproteobacteria; Enterobacteriales; 
2000043 2000017 59 85 gi 


Enterobacteriac 
85 gi 


ia; Enterobacteriales; 


2004645 2004619 59 


ammaproteobacteria; Enterobacteriales; 
2015321 2015291 52 82 gi 


E 


2278393 2278367 59 85 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2284480 2284454 59 85 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2332713 2332687 59 85 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


e 
oc 


s 
ae 


2370588 2370550 47 85 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2403915 2403893 63 85 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Veillonellaceae; 
2728329 2728307 59 81 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2847143 2847117 59 85 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
3007453 3007431 58 80 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3069459 3069437 58 80 gi 
train DSM 8609 16S ribosomal RNA, part 


gi 


qu 
en 


mi 


oc 


ia 


ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fla 


3395144 3395122 58 80 gi 


mm 


ctinobacteridae; Actinomycetales; Micr 
3399684 3399662 58 80 gi 


oc 


s 


ria; Actinobacteria; Actinobacteridae; A 


3445855 3445833 63 85 gi 


en 


Clostridia; Clostridiales; Veillone 


243600 Bacteria_16S 


3503569 3503547 58 80 gi 


224581430 
14361 
hermaceae; 


ea 


219878186 
6S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
243600 Bacteria_16S 


YP 


219857480 
2369126 23705 


219857458 
Vv 
219857169 
219856893 
219846919 
3005987 30074 


219846876 


3217640 32191 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 


219846646 


219846613 


219846574 


19878428 


1669639 16711 
Clostridiu 
219878203 
6S ribosomal RNA, partial sequence 1987760 19892 
Enterobac 
219878201 
16S ribosomal RNA, partial sequence 1990842 19923 
Enterobac 
219878196 
somal RNA, partial sequence 1998561 2000045 Pragi 
e; Pragi 
219878193 
6S ribosomal RNA, partial sequence 2003168 20046 


nterobac 


22768 


hylococe 


equence 
a; 


24024 
eillonel 


ence 
othermac 


28456 
ly XIII. 


occineae 


1 sequen 


acteria; Actinobacteria; Actinobacteridae; Actin 
; Microbacterium. 
3116079 3116057 58 80 gi|219846845 
DMMZ 1710 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
3153711 3153689 58 80 gi| 219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
ctinobacteridae; Actinomycetales; Micrococcineae; 
3219105 3219083 58 80 gi|219846775 


eovirgac 


occineae 
equence 


ctinomyc 


ce 34443 
llaceae; 


homonada 
219857548 


Campy 


ref 


ref 
m. 
ref 


ref 


ref 


a. 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


la. 
ref 


eae; 
ref 


Inc 
ref 


«Mi 
ref 


omyc 
ref 

3 
ales 


ref 


7 In 
ref 


eae; 
ref 


, Br 
ref 


etal 
ref 


Suc 


teri 


a fo 


93 2278392 Methy 
cales; Methy 
219857544 
2282981 22844 
et 
219857508 


79 Methylobacter 
acea 


2331268 23327 
loba 


23 2403914 Veill 


2726822 27283 


66 2847142 Mogib 


ce 3067998 30694 


114620 31160 


3398202 33996 


50 3445854 Succi 


NR_027212.1 


36 1437633 Oceani 
Oce 


anithermus. 
NR_025567.1 


NR_025342.1 


aceae; 
NR_025340.1 


aceae; Serr 
NR_025335.1 
ntium Bacte 


NR_025332.1 


aceae; Budvi 
NR_025325.1 


; Hyphomona 
NR_025136.1 
Ag 
lococcaceae; 


NR_025132.1 


e; Methylob 
NR_025096.1 
2 
e 


cterales; H 


NR_025068.1 


NR_025046.1 
fe) 


NR_024797.1 
2 
Persephonel 
NR_024712.1 
a 
ertae Sedis; 
NR_026511.1 


crobacteriac 
NR_026468.1 
6 
etales; Micr 
NR_026437.1 
8 
: cr 


; Micrococc 


NR_026412.1 


trasporangia 
NR_026367.1 


Thermonema 
NR_026241.1 


evibacteriac 
NR_026238.1 
8 
es; Micrococ 
NR_026205.1 
n 


ciniclasticu 


ref 


a 


r 


a 


Oceanithermus 
thermus profundus 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia grimesii 


36 Serratia grimesii Bacteria; 
teri 


tia. 
Pragia fontium strain 
ia; Proteobacteria; 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 
teri 


cia. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


ceae; Ss. 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Helicobacter 

4 Helicobacter 
licobacteraceae; 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Veillonella criceti 
nella criceti Bacteria; 


Persephonella 

8 Persephonella 

Las 

Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Microbacterium 

0 Microbacterium 
ococcineae; 


Microbacterium 
0 Microbacterium 


neae; Microbacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Succiniclasticum 
iclasticum ruminis 
m. 


NR_026166.1 


Brevibacterium linens 


strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 


243600 Bacteria_16S 
testaceum strain 
testaceum Bacteri 
Microbacterium. 
243600 Bacteria_16S 
strain DSM 7486 1 


3508140 3508118 58 


3515752 3515730 58 


243600 Bacteria_16S 
thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 
243600 Bacteria_16S 


3581265 3581232 52 


3585947 3585925 63 


faecium strain ACM 3679 16S ribosomal RNA, partial sequence 35844 
Clostridiales; Veillone 


Bacteria; Firmicutes; 
243600 Bacteria_16S 

strain Hh-2 16S r 
Proteobacteria; E 
243600 Bacteria_16S 
strain ATCC 29543 


Clostridia; 
3803085 3803059 59 


3818424 3818398 59 


80 


80 


85 


85 


85 


ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


85 


gi 


DSM 20166 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


gi 


gi 


strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


3801626 38030 


gi 


16S ribosomal RNA, partial sequence 


219846571 
equence 


219846566 


6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846522 
1 
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Wolinella succinogenes 
lla succinogenes 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 
243600 Bacteria_16S 3819947 3819921 59 85 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

243600 Bacteria_16S 3821482 3821456 59 85 gi| 219846349 |ref|NR_025940.1| Helicobacter 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

243600 Bacteria_16S 3823010 3822984 59 85 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

243600 Bacteria_16S 3827592 3827566 59 85 gi|219846345|ref|NR_025935.1| Helicobacter felis 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

243600 Bacteria_16S 3844175 3844153 58 80 gi|219846333|ref|NR_025923.1| Flavobacterium 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 3844177 Flavobacterium 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
243600 Bacteria_16S 3851671 3851649 59 81 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

243600 Bacteria_16S 4027707 4027681 59 85 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

243600 Bacteria_16S 4070049 4070027 59 81 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

243600 Bacteria_16S 4220839 4220813 59 85 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243600 Bacteria_16S 4232882 4232856 59 85 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

243600 Bacteria_16S 282765 282708 31 85 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 


strain W 1471 16S 


ribosomal RNA, partial sequence 


281272 28276 


7 Eubacterium infirmum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

243600 Bacteria_16S 363214 363193 64 85 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

243600 Bacteria_16S 502807 502786 64 85 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243600 Bacteria_16S 796551 796526 60 85 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

243600 Bacteria_16S 871264 871243 64 85 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 


yuanmingense Bacteria; Proteobacteria; Alphaproteobacte 


Bradyrhizobium. 
243600 Bacteria_16S 


958774 958747 58 


85 


gi 


ria; 


265678406 


Rhizobial 


ref 


NR_028708.1 


es; Bradyrhi 


zobiaceae; 


Geobacillus 


caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


243600 Bacteria_16S 1062638 1062617 59 80 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

243600 Bacteria_16S 1137960 1137939 59 80 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

243600 Bacteria_16S 1204618 1204597 65 86 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

243600 Bacteria_16S 1269476 1269451 60 85 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 

243600 Bacteria_16S 1317708 1317687 59 80 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

243600 Bacteria_16S 1372513 1372484 62 90 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

243600 Bacteria_16S 1393493 1393460 52 85 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 
strain MP145 16S ribosomal RNA, partial sequence 1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

243600 Bacteria_16S 1448410 1448385 60 85 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

243600 Bacteria_16S 1514644 1514619 60 85 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243600 Bacteria_16S 1565897 1565860 48 85 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

243600 Bacteria_16S 1582569 1582537 52 85 gi|219878490|ref|NR_025629.1| Rhodovarius 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

243600 Bacteria_16S 1652678 1652657 64 85 gi|219878441|ref|NR_025580.1| Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243600 Bacteria_16S 1698546 1698525 59 80 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

243600 Bacteria_16S 1701647 1701614 52 85 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

243600 Bacteria_16S 1764116 1764091 53 78 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

243600 Bacteria_16S 1861233 1861200 52 85 gi|219878294|ref|NR_025433.1]| Alteromonas 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 
stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Alteromonas. 

243600 Bacteria_16S 1870393 1870360 52 85 gi|219878288|ref|NR_025427.1| Glaciecola polaris 
strain LMG 21857 16S ribosomal RNA, partial sequence 1868909 1870393 Glaciecola polaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

243600 Bacteria_16S 1915861 1915840 64 85 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243600 Bacteria_16S 2102157 2102124 52 85 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

243600 Bacteria_16S 2158142 2158117 56 81 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

243600 Bacteria_16S 2200638 2200605 52 85 gi|219857599|ref|NR_025187.1| Mycoplasma mustelae 
strain MX9 16S ribosomal RNA, partial sequence 2199190 2200637 Mycoplasma mustelae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

243600 Bacteria_16S 2202149 2202116 52 85 gi|219857598|ref|NR_025186.1| Mycoplasma moatsii 


strain MK405 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2200688 2202148 Mycoplasma moatsii Bacteria; 
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phocicerebrale Ba 
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icutes; Mycoplasmataceae; Mycoplasma. 
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ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211225 2211192 52 85 gi 
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icutes; Mycoplasmataceae; Mycoplasma. 
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icutes; Mycoplasmataceae; Mycoplasma. 
2272279 2272247 53 85 gi 
KMM300 16S ribosomal RNA, partial sequ 
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en 
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bosomal RNA, partial sequence 
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gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2367597 2367564 52 85 gi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484287 2484254 52 85 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485799 2485766 52 85 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487318 2487285 52 85 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488831 2488798 52 85 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490344 2490311 52 85 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
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2482825 24842 
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219857390 
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2203670 2203637 52 85 gi|219857597|ref|NR_025185.1| Mycoplasma 
rain 12MS 16S ribosomal RNA, partial sequence 2202199 2203669 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2206669 2206636 52 85 gi|219857595|ref|NR_025183.1| Mycoplasma 
in WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycoplasma gallopavonis 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2208194 2208161 52 85 gi|219857594|ref|NR_025182.1| Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 
ref|NR_025176.1| Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


ref|NR_025140.1 
90 2272278 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


ref|NR_025135.1| Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 


2282931 2282898 52 85 gi|219857545|ref|NR_025133.1| Mycoplasma 
rain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2366087 2366054 52 85 gi|219857483|ref|NR_025071.1| Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


ref|NR_025070.1| Mycoplasma 


rain T37 16S ribosomal RNA, partial sequence 2366137 2367596 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2481266 2481233 52 85 gi|219857396|ref|NR_024984.1| Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref |NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


2491855 2491822 52 85 gi|219857389|ref|NR_024977.1| Mycoplasma anseris 
ibosomal RNA, partial sequence 2490394 2491854 Mycoplasma anseris Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
2535784 2535763 59 80 gi|219857354|ref|NR_024942.1| Friedmanniella 
Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 
2593452 2593431 64 85 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 
2967766 2967733 52 85 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 
3019431 3019398 48 81 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
mal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
ci; Thermales; Thermaceae; Thermus. 
3020956 3020923 48 81 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 
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icutes; Mycoplasmataceae; Mycoplasma. 
3754933 3754900 52 85 gi 
S ribosomal RNA, partial sequence 
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qu 


219846397 
3751943 37534 


219846396 
3753459 37549 


219846395 
3754983 37564 


219846393 
3757993 37594 


219846306 
3883911 38853 


219846282 


219846178 
16S ribosomal RNA, partial sequence 4060988 40624 


219846072 
Actinomyc 


219846046 
4232932 42344 


265678999 


265678995 


19846909 


hermus. 
19846773 
ce 32206 
ales; 
19846772 
quence 

ria; 


19846701 


ce 33252 
es; 


sequenc 
ales; Cl 
occineae 
equence 


a; Desul 


e 36482 
cales; 


hylococec 


hylococec 


ence 
mataceae 


sequenc 
Actino: 


, 


osporang 


ence 


bacterin 


nce 
Desulf 


, 


Ox 


Bur 


Micr 


M 


ref 


ref 


alob 
ref 


khol 
ref 
omon 
ref 


ostr 
ref 


7 Mi 
ref 


furo 
ref 


ethy 
ref 


acea 
ref 


acea 
ref 


, My 
ref 


ref 


ref 


ref 


ref 


ref 
myce 
ref 


inea 
ref 


etal 
ref 


eae; 
ref 


ovib 


51 3222119 Janth 


3222170 32236 


49 3326720 Dacty 


e 3482431 34839 


3520389 352188 


06 3649696 Methyl 


35 Methylocaldum 


76 Methylocaldum 


3750418 37518 


e 3917267 39187 


36 Nocardiopsis 


4204078 42055 


22 Mycobacterium 


95265 


NR_026501.1 


NR_026365.1 


acteraceae; 
NR_026364.1 
3 
deriales; 0 
NR_026293.1 
A 
osporineae; 


NR_026179.1 
3 
idiaceae; Cl 
NR_026164.1 


crobacteriac 
NR_026154.1 


monadales; P 


NR_026064.1 


lococcaceae; 
NR_026063.1 


e; Methyloca 
NR_026062.1 


e; Methyloca 
NR_025989.1 
9 
coplasma. 
NR_025988.1 


NR_025987.1 


NR_025986.1 


NR_025984.1 


NR_025896.1 


NR_025872.1 
3 
fe} 


tales; Micr 


NR_025768.1 


e; Nocardiop 
NR_025662.1 
6 
m: 


es; Strepto 


NR_025636.1 


Mycobacteri 
NR_029307.1 
96764 
D 


rionales; De 


ref 


i 


x 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 

Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Clostridium 
2 Clostridium 
ostridium. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Pelobacter 

2 Pelobacter 

elobacteraceae; 


Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Mycoplasma 
2 Mycoplasma 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Streptomyces 

5 Streptomyces 
ycineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


NR_029303.1 


Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 


243600 Bacteria_ 
cellulans strain 


cellulans Bacteri 
Promicromonospora 


243600 Bacteria_ 


strain 136 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 


243600 Bacteria_ 


strain 136 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 


243600 Bacteria_ 
strain SEBR 7054 
Thermotogae; 
243600 Bacteria_ 


aerodenitrificans 
aerodenitrificans 


Microvirgula. 
243600 Bacteria_ 


strain JW/AS-Y6 1 
Clost 


Firmicutes; 
243600 Bacteria_ 


strain OXB 16S ri 
B 


Proteobacteria; 
243600 Bacteria_ 


strain S-16 16S r 
Tenericutes; Moll 


Ther 


16S 119773 119753 60 80 gi 


Cellulosimicrobium. 
121273 121253 60 80 
bosomal RNA, partial sequence 


ceae; 


16S gi 


16S 121323 121303 60 80 


bosomal RNA, partial sequence 


gi 


16S 248218 248186 48 80 gi 


6S ribosomal RNA, 
ridia; 
16S 


Thermoa 
gi 


Thermoanaerobacterales; 
267669 267649 65 85 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
16S 275230 275210 65 85 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


DSM 43879 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Actinomycet 


119823 12132 
Micr 


119823 12132 


Micrococcineae; 


16S ribosomal RNA, partial sequence 246697 24821 


complete sequence 257219 25873 


266185 26767 


273748 27524 


265678983 
equence 

265678982 
ococcineae 


265678982 


265678897 


naerobacte 
265678882 


alobactera 
265678877 


ref 
1 


ref 


, 
ref 


v 
ref 


ref 


ref 


ales 


2 Cellulomonas 


Ce 


2 Cellulomonas 
Ce 


1 Moorella 
race 


NR_029291.1 


18321 119772 
Micrococci 


NR_029290.1 


llulomonada 
NR_029290.1 


1llulomonada 
NR_029205.1 


ae; Moorell 
NR_029188.1 
; Oxalobact 
NR_029183.1 


e 


Cellulosimicrobium 
Cellulosimicrobium 
neae; 


Cellulomonas uda 


uda Bacteria; 
c 


eae; Cellulomonas. 
Cellulomonas uda 


uda Bacteria; 
c 


eae; Cellulomonas. 
Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


motogales; Thermotogaceae; Thermotoga. 

16S 249764 249744 65 85 gi| 265678896 |ref|NR_029204.1| Microvirgula 
strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

16S 258721 258701 65 85 gi|265678890|ref|NR_029198.1| Moorella glycerini 


glycerini Bacteria; 
a 


group; Moorella. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 
ceae 


Bis 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Staphylococcus 
Staphylococcus 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Faecalibacterium 
Faecalibacterium 
calibacterium. 
Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Caloranaerobacter 
naerobacter azorensis 
aes 

Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
a. 


Succinispira mobilis 


mobilis Bacteria; 


Allisonella 
Allisonella 
Allisonella. 
Mycoplasma canis 


’ 


3 Mycoplasma canis Bacteria; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Bosea eneae strain 
Proteobacteria; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


243600 Bacteria_16S 313236 313216 65 85 gi| 265678852 |ref|NR_029158.1 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

243600 Bacteria_16S 372095 372075 65 85 gi| 265678807 |ref|NR_029112.1 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Pseudovibrio. 

243600 Bacteria_16S 477985 477965 65 85 gi|265678733|ref|NR_029038.1 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacte 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

243600 Bacteria_16S 577350 577330 65 85 gi|265678668|ref|NR_028973.1 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
243600 Bacteria_16S 595404 595384 65 85 gi|265678656|ref|NR_028961.1 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Fae 
243600 Bacteria_16S 628840 628820 65 85 gi| 265678633 |ref|NR_028938.1 
strain M11 16S ribosomal RNA, partial sequence 627341 62884 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morga 
243600 Bacteria_16S 654603 654583 65 85 gi|265678614|ref|NR_028919.1 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Calora 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacte 
243600 Bacteria_16S 694037 694009 52 80 gi| 265678587 |ref|NR_028892.1 
strain IS1B 16S ribosomal RNA, partial sequence 692571 69404 

Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaer 
243600 Bacteria_16S 727317 727297 65 85 gi|265678564|ref|NR_028868.1 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

243600 Bacteria_16S 736329 736305 59 83 gi| 265678558 |ref|NR_028862.1 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae 
243600 Bacteria_16S 804331 804311 65 85 gi|265678510|ref|NR_028813.1 
strain PG14 16S ribosomal RNA, partial sequence 802889 80433 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

243600 Bacteria_16S 807342 807322 65 85 gi| 265678508 |ref|NR_028811.1 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermo 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodes 
Thermodesulfobacterium. 

243600 Bacteria_16S 827159 827139 65 85 gi| 265678495 |ref|NR_028798.1 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

243600 Bacteria_16S 834893 834873 65 85 gi|265678490|ref|NR_028793.1 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Zymomonas. 

243600 Bacteria_16S 836395 836375 65 85 gi| 265678489 |ref|NR_028792.1 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 


Zymomonas mobilis 
836398 Zymomonas 


mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; 
Sphingomonadaceae; 
243600 Bacteria_16S 


strain CFBP 5236 
Proteobacteria; 


strain OS Hl 16S 
Firmicutes; 


conservatrix stra 


conservatrix Bacteria; 


Desulforegula. 


243600 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


sibiricum strain 
Bacteria; Proteob 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


243600 Bacteria_16S 


strain Y9 16S rib 


barnesii strain S 
Bacteria; Proteob 


243600 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


243600 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


243600 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


243600 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


243600 Bacteria_16S 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 
243600 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


iheyensis HTE831 
Bacteria; 


G 


Clostridia; 
243600 Bacteria_16S 


Firmicutes; 
243600 Bacteria_16S 


Zymomonas. 
845503 845483 65 


851357 851337 65 
ribosomal RNA, partial 
Clostridiales; 
854339 854319 65 
Proteobacteria; 


863659 863623 49 
ribosomal RNA, partial 


901507 901471 66 


906116 906096 65 


eria; 
Ds 


Firmicutes; 


964883 964851 48 


1156098 1156078 65 


Bacillales; 
1206126 1206106 65 


Clostridia; 


85 


85 


sequence 


85 


85 
sequence 


101 


85 


80 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
243600 Bacteria_16S 


85 


85 


DSM 13279 16S ribosomal RNA, partial sequence 


Bacteria; Actinob 
Collinsella. 


243600 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


2077 16S ribosoma 


Deltaproteobacteria; 
243600 Bacteria_16S 


strain HTCC2516 1 
Bacteria; 


strain SMP-10 16S 
Proteobacteria; 


strain SK-1T 16S 
Proteobacteria; 


acteria; 
1207661 1207641 65 
1272493 1272473 65 
1 RNA partial sequence 


Desulfobacterales; 
1370985 1370965 65 


1405517 1405497 65 


1455913 1455893 65 


Proteobacteria; 
1460244 1460224 65 


1464874 1464854 65 


Coriobacteridae; 


97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
243600 Bacteria_16S 


Coriobacteriales; 

85 gi|228715354 
12061 

richales; 

85 gi| 219846399 
1271016 1272493 Desul 
Desulfobacteraceae; Desul 
85 gi|228718299 


85 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nann 
243600 Bacteria_16S 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial 
doudoroffii Bacteria; 
243600 Bacteria_16S 


85 


Gammaproteobacter 


85 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
243600 Bacteria_16S 


85 


strain HM-7 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


Oceanoba 


gi 


16S ribosomal RNA, partial sequence 844000 84550 
ammaproteobacteria; Enterobacteriales; 
243600 Bacteria_16S 


gi 


849874 85135 


Heliobacteriaceae; Heliorestis. 


gi 


in Mb1Pa 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 


862181 86365 
pelotrichi; Erysipelotrichales; Erysipelotrichac 
243600 Bacteria_16S 


gi 


AL7 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotrichales; 
243600 Bacteria_16S 


gi 


in SR4 16S ribosomal RNA, partial sequence 90455 
Thermoanaerobacter 


gi 


963457 96488 


981567 981547 65 85 gi| 265678390 
ES-3 16S ribosomal RNA, partial sequence 98009 
acteria; Epsilonproteobacteria; Campylobacterale 

995653 995633 65 85 gi| 265678381 
strain glu 65 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
acter. 

1088042 1088022 65 85 gi| 265678318 
1 RNA, complete sequence 1086532 1088056 Bacil 
laceae; Bacillus. 

1092689 1092669 65 85 gi| 265678315 
ribosomal RNA, partial sequence 1091188 10926 
bacillales; Lactobacillaceae; Lactobacillus. 

1104618 1104598 65 85 gi| 265678306 
ribosomal RNA, partial sequence 1103152 11046 
ridia; Clostridiales; Clostridiales Family XIII. 

1119806 1119786 65 85 gi|228716249 


1118333 11198 


gi 


16S ribosomal RNA, partial sequence 1154576 11561 
Bacillaceae; 


gi 


1204671 12061 


6S ribosomal RNA, partial sequence 1369567 13709 
Proteobacteria; Alphaproteobacteria; Rhodobac 
243600 Bacteria_16S 


gi 


1404010 14055 


gi 


gi 


1458766 14602 
Enterobacteriaceae; 


265678483 


Enterobac 
265678479 


265678477 
Desul 


265678470 


265678444 
90001 
Pis 
265678441 


265678402 


253680753 


cillus. 
228715355 


terales; 
219857153 


ocystineae 
224581417 
sequence 

ia; Aeromo 
224581413 


gi 


Coriobacterineae; 


Rhodobacteraceae; 


nadales; 


Sphingomonadales; 


ref|NR_028786.1| Samsonia erythrinae 
2 Samsonia erythrinae Bacteria; 
teriaceae; Samsonia. 

ref|NR_028782.1| Heliorestis baculata 
8 Heliorestis baculata Bacteria; 


ref|NR_028780.1] Desulforegula 
852834 854357 Desulforegula 
fobacterales; Desulfobacteraceae; 


ref|NR_028773.1| Bulleidia extructa 
9 Bulleidia extructa Bacteria; 

eae; Bulleidia. 
ref|NR_028746.1| Thioalkalimicrobium 

3 901506 Thioalkalimicrobium sibiricum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028743.1| Thermoanaerobacter 

8 906118 Thermoanaerobacter 

ales; Thermoanaerobacteraceae; 


ref|NR_028704.1| Nocardia cerradoensis 
2 Nocardia cerradoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028692.1| Sulfurospirillum 

9 981569 Sulfurospirillum barnesii 

s; Campylobacteraceae; Sulfurospirillum. 
ref |NR_028683.1| Acidaminobacter 

e 994185 995652 Acidaminobacter 
Clostridiales Family XII. Incertae 


ref 
lus 


NR_028620.1| Bacillus akibai strain 
akibai Bacteria; Firmicutes; 


ref |NR_028617.1 
88 Lactobacillus 


Lactobacillus algidus 
algidus Bacteria; 


ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; Mogibacterium. 
ref|NR_027549.1| Escherichia fergusonii 
05 Escherichia fergusonii ATCC 35469 
Enterobacteriaceae; Escherichia. 
ref|NR_028001.1| Oceanobacillus 

00 Oceanobacillus iheyensis HTE831 


Mogibacterium pumilum 
pumilum Bacteria; 


Collinsella stercoris 
stercoris DSM 13279 
Coriobacteriaceae; 


ref|NR_027527.1 
28 Collinsella 


ref|NR_027526.1| Catenibacterium 
79 1207663 Catenibacterium mitsuokai DSM 
Erysipelotrichaceae; Catenibacterium. 


ref|NR_025990.1| Desulfonema magnum DSM 
fonema magnum Bacteria; Proteobacteria; 

fonema. 

ref|NR_027572.1| Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 
Oceanicola. 
ref|NR_024781.1| Haliangium tepidum 
17 Haliangium tepidum Bacteria; 
; Haliangiaceae; Haliangium. 
ref|NR_027198.1| Oceanimonas 

1454432 1455915 Oceanimonas 
Aeromonadaceae; Oceanimonas. 
ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 
Xenorhabdus. 


224581410 


ref|NR_027191.1| Mogibacterium diversum 


1463419 1464873 Mogibacterium diversum Bacteria; 


Incertae Sedis; Mogibacterium. 


243600 Bacteria_16S 


1651123 1651103 65 


85 


VKM B1479 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
243600 Bacteria_16S 


strain DSM 12145 
Bacteroidetes; 


strain LUH4616 16 
Proteobacteria; 


schindleri Bacter 


243600 Bacteria_16S 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


243600 Bacteria_16S 


strain DSM 176 16 
Proteobacteria; 


carotovorum subsp 


gi| 219878442 
1649700 16511 


ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 


Gammaproteobacteria; Pseudomonadales; M 
243600 Bacteria_16S 
schindleri strain 


1718395 1718375 60 80 gi 
Sphingobacteriales; 
1873491 1873451 65 104 


S ribosomal RNA, partial sequence 


Sph 
gi 


1888938 1888898 65 104 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1914311 1914271 65 104 gi 
acteria; Gammaproteobacteria; Pseudomo 
2025706 2025666 65 104 
S ribosomal RNA, 


gi 


2028704 2028684 65 85 gi 
odoriferum strain LMG 17566 16S ribo 


16S ribosomal RNA, partial sequence 1716916 17183 
Sphingobacteria; 
243600 Bacteria_16S 


complete sequence 2024259 20257 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
243600 Bacteria_16S 
somal RNA, 


partial sequenc 


ae; Labrys. 
219878396|ref|NR_025535.1| Pedobacter saltans 
94 Pedobacter saltans Bacteria; 
ingobacteriaceae; Pedobacter. 
219878286 |ref|NR_025425.1| Acinetobacter parvus 
1872026 1873490 Acinetobacter parvus Bacteria; 
oraxellaceae; Acinetobacter. 
219878273|ref|NR_025412.1| Acinetobacter 
quence 1887472 1888937 Acinetobacter 
a; Pseudomonadales; Moraxellaceae; Acinetobacter. 
219878253|ref|NR_025392.1| Acinetobacter ursingii 
1912872 1914310 Acinetobacter ursingii 
nadales; Moraxellaceae; Acinetobacter. 
219878179 |ref|NR_025318.1| Isochromatium buderi 
08 Isochromatium buderi Bacteria; 
Isochromatium. 
219878177|ref|NR_025316.1| Pectobacterium 


e 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


243600 Bacteria_16S 


strain M384 16S r 
Bacteroidetes; 


Bacteria; Proteob 


243600 Bacteria_16S 


strain MUP 1182 1 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
243600 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; 


strain Pl 16S rib 
Proteobacteria; D 


243600 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


243600 Bacteria_16S 


sulfonivorans str 
sulfonivorans Bac 


methylotrophus st 
methylotrophus Ba 


Micrococcaceae; Arthrobacter. 


243600 Bacteria_16S 2400871 2400851 65 85 gi|219857460|ref|NR_025048.1 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 240087 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyph 
Hyphomicrobium. 

243600 Bacteria_16S 2417866 2417846 65 85 gi|219857448|ref|NR_025036.1 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 241786 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
243600 Bacteria_16S 2446623 2446603 65 85 gi|219857422|ref|NR_025010.1 


strain CCUG 30811 
Bacteria; Proteob 


strain KCTC 3666 
Firmicutes; Bacil 


243600 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


243600 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


243600 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


Bacteroidia; 
243600 Bacteria_16S 
salipaludis strain SM-1 


Gammaproteobacteria; Pseudomonadales; P 
243600 Bacteria_16S 


; Enterobacteriaceae; Pectobacterium. 
2047118 2047098 60 80 gi 
ibosomal RNA, partial sequence 
Bacteroidales; 
2138561 2138533 52 


Prevotellace 

80 gi 
16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2149115 2149095 31 St gi 
6S ribosomal RNA, 


2152143 2152123 65 85 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2171847 2171827 65 85 gi 
16S ribosomal RNA, partial sequence 


2269227 2269207 65 

osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2293473 2293453 65 85 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2347776 2347756 60 80 gi 


85 gi 


2349285 2349265 60 80 gi 


cteria; Actinobacteria; Actinobacterid 


16S ribosomal RNA, partial sequence 


2451176 2451156 65 85 gi 


ae; 
en 


nadales; 


ne 


se 


S; 


ain ALL 16S ribosomal RNA, partial seque 
teria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 
243600 Bacteria_16S 


ae; 


acteria; Gammaproteobacteria; Alteromonadales; 
243600 Bacteria_16S 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219878161 


2045623 20471 
Prevotella 


219857643 
ce 21370 


219857636 


complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243600 Bacteria_16S 


219857634 


2150729 21521 
Erythrobac 


219857621 
21703 


219857554 


2267708 22692 
Desulfobacter 


219857536 
22920 


219857496 
nce 


219857495 


rain TGA 16S ribosomal RNA, partial sequence 


24451 


219857419 


16S ribosomal RNA, partial sequence 2449732 24511 


Alteromonadaceae 


bacterin 


udomonadaceae; 


Helicob 


Actinomycet 


Actinomycetales; 


Alteromonadaceae; 


ref|NR_025300.1 


ref |NR_025232.1 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacter 
ref|NR_025223.1 


teraceae; Porphy 
ref|NR_025210.1 


Cellvibri 
ref|NR_025142.1 
aceae; Desul 
ref|NR_025124.1 
20 2293474 Helic 
acteraceae; Hel 
ref|NR_025084.1 

2346319 234777 
ales; Microc 


ref|NR_025083.1 
2347826 234928 


48 2446624 Alishe 


ref|NR_025007.1 


i 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


Microbulbifer 


Microbulbifer. 
Mycobacterium parmense 
parmense Bacteria; 

aceae; Mycobacterium. 
Porphyrobacter cryptus 


73 2138564 Microbulbifer salipaludis 
7 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Cellvibrio fulvus 


56 2171849 Cellvibrio fulvus Bacteria; 


oO. 
Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Helicobacter aurati 


obacter aurati Bacteria; 
icobacter. 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 


Micrococcineae; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Streptococcus 
5 Streptococcus 


Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Laceyella putida 


92 Laceyella putida Bacteria; 


lales; Thermoactinomycetaceae; Laceyella. 

2452727 2452707 65 85 gi|219857418|ref|NR_025006.1| Seinonella 
in KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
eria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

2454252 2454232 65 85 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
in KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
eria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

2479744 2479724 65 85 gi|219857397|ref|NR_024985.1| Mycoplasma cloacale 


2478295 2479747 Mycoplasma cloacale Bacteria; 


243600 Bacteria_ 
strain DC333 16S 


Tenericutes; Moll 


243600 Bacteria_ 


strain MF63 16S r 
B 


Proteobacteria; 
243600 Bacteria_ 


asinigenitalis st 
asinigenitalis Ba 


243600 Bacteria_ 


strain CIP 103464 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


243600 Bacteria_ 


pelophilus strain 
pelophilus Bacter 


243600 Bacteria_ 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


243600 Bacteria_ 
floricola strain 
Bacteria; 
243600 Bacteria_ 
strain SIR-1 16S 
Proteobacteria; 

243600 Bacteria_ 


cateniformis stra 
cateniformis Bact 


Coprobacillus. 


243600 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; 


strain IAM 14848 


Acidiphilium. 


243600 Bacteria_16S 
methylovorum stra 
methylovorum Bact 


Hyphomicrobium. 


243600 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; 


strain ATCC 29903 
Proteobacteria; 


strain DSM 44183 


parafortuitum Bac 
Mycobacteriaceae; 


243600 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


243600 Bacteria_16S 


strain M17C 16S r 


thalassica strain 
thalassica Bacter 
Methylophaga. 


243600 Bacteria_16S 


strain ATCC 35842 


Proteob 


D 


Clost 
243600 Bacteria_16S 


G 
243600 Bacteria_16S 


G 
243600 Bacteria_16S 


16S 2482763 2482743 65 85 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2500842 2500822 65 85 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
16S 2576510 2576490 65 85 gi 
rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
16S 2640977 2640957 61 81 gi 
16S ribosomal RNA, partial sequence 


gi 


16S 2647198 2647178 65 85 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
16S 2656136 2656108 53 81 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
16S 2696446 2696426 65 85 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
16S 2731350 2731330 65 85 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
16S 2818281 2818261 65 85 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


, 


1 


2890449 2890429 65 85 gi 


ridia; Clostridiales; Eubacteriaceae; 
2901011 2900991 60 80 gi 


2922564 2922544 65 85 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2937488 2937468 65 85 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteria; 
3126654 3126634 65 85 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


3271934 3271914 65 85 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3273472 3273452 65 85 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3337304 3337284 61 81 gi 


E 


E 


3338814 3338794 61 81 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3340326 3340306 61 81 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

3378543 3378523 60 80 
ibosomal RNA, partial sequence 


al 
e; 


re 


gi 


oc 
3383157 3383125 68 99 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


2 
a; 


3384695 3384663 68 99 gi 
16S ribosomal RNA, partial sequence 


219857395 
2481316 24827 


219857382 
2499368 25008 
oc 
219857284 
se 
er 
219857231 


ne 
219857227 
ue 


219857221 
s 
Ac 


219857191 
nc 
ri 
219857167 
2729867 27313 
oc 
219856912 


si 


219856863 
6S ribosomal RNA, partial sequence 2888980 28904 
Eu 
219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243600 Bacteria_16S 
ruminantium strai 
ruminantium Bacte 
243600 Bacteria_16S 
multivorum strain 
multivorum Bacter 


oc 
219856842 
ue 
al 
219856832 
eq 


219846838 
s 
aa 


219846740 


219846739 


219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243600 Bacteria_16S 
parafortuitum str 


ne 
219846693 


219846692 
da 


219846664 
3377063 33785 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243600 Bacteria_16S 219846661 


ref|NR_024983.1 


ref |NR_024970.1 


yclaceae; Azoarcus. 
ref|NR_024915.1 

2575008 257651 
holderiales; Alc 
ref|NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref|NR_024855.1 
2645713 264719 
lales; Rhodocycl 
ref |NR_024849.1 

2654667 265613 
tales; Corynebac 


quence 
ia; Burk 


26395 
bacterin 


nce 
Rhodocyc 


equence 
tinomyce 


ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024795.1 
50 Plesiocystis 
; Nannocystaceae 
ref |NR_024733.1 

2816799 281828 
hales; Erysipelo 


e 26950 
llales; 


ystineae 


sequence 
pelotric 


ref|NR_024682.1 


bacterium. 
ref|NR_024675.1 
occineae; Microbacteriac 
ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


nce 
es; Euba 
uence 
Rhodosp 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


Ww 


equence 
a; Rhizo 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026285.1 
sequence 3337354 333881 
Actinomycetales; Coryne 


32704 
nterobac 


32719 


nterobac 


bacterin 


ref 


ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


ial sequ 
e; Actin 


ref |NR_026256.1 


; Dermacoccaceae 
ref|NR_026253.1 

3381669 338315 
chales; Pisciric 


occineae 


sequence 
Thiotri 


219846660 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Corynebacterium 
8 Corynebacterium 
terineae; 


Saccharibacter 
ribacter floricola 
; Saccharibacter. 
Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Eubacterium 
6 Eubacterium 
cterium. 
Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
Llas 

Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 

3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


nebacterineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 
Methylophaga 
7 Methylophaga 


kettsiaceae; 


ref |NR_026252.1 
3383208 3384695 Methyl 


Methylophaga marina 
ophaga marina Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


243600 Bacteria_16S 


3396651 3396631 60 


80 


gi 


219846648 


citrea strain DSM 43110 16S ribosomal RNA, partial sequence 33951 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 


243600 Bacteria_16S 


3398152 3398132 60 


80 


gi 


219846647 


strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 33981 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
243600 Bacteria_16S 


3540200 3540180 65 


85 


gi 


219846550 


strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 35402 


Firmicutes; 


243600 Bacteria_16S 


Bacillales; 


Bacillaceae; 


3541772 3541752 65 


Bacillus. 
85 


gi 


219846549 


strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 35417 


Firmicutes; 


243600 Bacteria_16S 
paraputrificum st 


Bacillales; 


paraputrificum Bacteria; 


243600 Bacteria_16S 
capsulatus strain 
Proteob 
243600 Bacteria_16S 
aggregatus strain 
aggregatus Bacter 
243600 Bacteria_16S 
strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 

243600 Bacteria_16S 
strain USDA 1844 


Bacteria; 


Bacteria; 


Lactobacillales; 
243600 Fungi_16S 
strain IFM 100 
Actinobacteria; 
243600 Fungi_16S 
strain IFM 057 
Actinobacteria; 
243600 Fungi_16S 
strain YZ-96 1 
Actinobacteria; 
243600 Fungi_16S 
strain IFM 078 
Actinobacteria; 
243600 Fungi_16S 
yamanashiensis 
yamanashiensis 
Nocardiaceae; 

243600 Fungi_16S 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 


Firmicutes; 
243600 Bacteria_16S 
strain SS-1 16S r 
Proteobacteria; 
243600 Bacteria_16S 
F275 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 
1513 
35 16S ribosomal RNA, partial sequence 1 
Actinobacteridae; Actinomycetales; Corynebacterin 
4555 
5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Corynebacterin 
7671 
6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Corynebacterin 
3015 
4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Corynebacterin 
12138 
strain IFM 0265 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacteridae; 


Nocardia. 


bosomal RNA, 


6112 


Bacillaceae; 


3551035 3551015 65 
rain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
Clostridiaceae; 


Firmicutes; 


3578326 3578302 61 
216 16S ribosomal RNA, 
acteria; Alphaproteobacteria; Rhizobiales; 
3579790 3579766 61 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 
3626730 3626710 61 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


3646665 3646645 65 
16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
243600 Bacteria_16S 
strain Inkinen 16 
Proteobacteria; 
243600 Bacteria_16S 
strain UIA 16S ri 
Tenericutes; Moll 
243600 Bacteria_16S 
strain CKK 16S ri 
Tenericutes; Moll 
243600 Bacteria_16S 
strain PS-1 16S r 
Proteobacteria; 
243600 Bacteria_16S 
strain UPM-Ca7 16 


3648156 3648136 65 
S ribosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterales; 
3690849 3690829 65 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3716364 3716344 65 
complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3798610 3798590 65 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pis 
3801576 3801556 65 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
243600 Bacteria_16S 
funditum strain p 


3812274 3812254 65 
£3 16S ribosomal RNA, partial sequence 
Lactobacillales; Carnobacteriaceae; 
3854731 3854711 65 
ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Leptothrix. 


3862280 3862260 65 


1462 


4509 


7625 


2971 


12092 


6069 


Bacillus. 
85 


Clostridia; 
85 


85 


81 


85 


85 


85 


85 


85 


85 


85 


85 


85 


30 


81 


35 


81 


35 


81 


Sif: 


81 


35 81 


37 81 


gi 


Clostridiales; 


gi 


complete sequence 


gi 


gi 


gi 


gi 


gi 


219846543 


219846524 


35769 


219846523 
sequence 


219846488 


36252 


219846474 


219846473 


3646715 36481 
Helicobacteraceae; 


219846444 


3689398 36908 


gi 


219846426 


3714904 37163 


gi 


219846364 


3797117 37986 


gi 


gi 


gi 


ciricketts 
219846362 


3800153 38015 


obacteriac 
219846355 
38107 
Carnoba 
219846326 


3853246 38547 


gi 


gi 


gi 


gi 


6163 


gi 


gi 


gi 


219846321 


3860745 3862279 Lacto 
Lactobacillus. 


265678352 
1514 


265678350 
4565 


265678348 
7670 


265678351 
3016 


219857175 
al sequenc 
Actino: 


265678349 
6112 


Micrococcineae; 


Bradyrhizobiaceae; 


Rhizobiales; 


Corynebacterineae; 


ref|NR_026240.1| Promicromonospora 
98 3396650 Promicromonospora citrea 
Promicromonosporaceae; 


ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 
Cellulomonadaceae; Oerskovia. 
ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 
ref|NR_026135.1| Clostridium 
Clostridium. 
ref|NR_026116.1] Blastobacter 
05 3578325 Blastobacter capsulatus 
Blastobacter. 
ref|NR_026115.1] Blastobacter 

3578376 3579789 Blastobacter 
Bradyrhizobiaceae; Blastobacter. 
ref|NR_026080.1| Mycobacterium szulgai 
68 3626729 Mycobacterium szulgai 
Mycobacteriaceae; 


ref|NR_026066.1| Rhizobium mongolense 
64 Rhizobium mongolense Bacteria; 


Rhizobium/Agrobacterium group; Rhizobium. 


ref|NR_026065.1| Helicobacter salomonis 
55 Helicobacter salomonis Bacteria; 
Helicobacter. 
ref|NR_026035.1| Mycoplasma auris 

58 Mycoplasma auris Bacteria; 


ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 

ref|NR_025953.1| Mesorhizobium ciceri 
75 Mesorhizobium ciceri Bacteria; 

eae; Mesorhizobium. 

ref|NR_025946.1| Carnobacterium 

56 3812276 Carnobacterium funditum 
cterium. 
ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


ref|NR_025911.1 
bacillus reuteri 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref |NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 


eae; Nocardiaceae; Nocardia. 
ref|NR_024803.1| Nocardia 
e 10639 12137 Nocardia 


mycetales; Corynebacterineae; 


ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


243600 Archaea_16S 77153, 77104 32 81 gi|254971323|ref|NR_028241.1| Methanothermobacter 
thermautotrophicus Marburg 16S ribosomal RNA, partial sequence 75671 77152 Methanothermobacter 
thermautotrophicus Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; 
Methanothermobacter. 

243600 Archaea_16S 211839 211790 32 81 gi| 219846343 |ref|NR_025933.1| Pyrodictium occultum 
strain PL-19 16S ribosomal RNA, complete sequence 210342 211838 Pyrodictium occultum Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Pyrodictiaceae; Pyrodictium. 

243600 Archaea_16S 10377 10330 34 81 gi|265678822|ref|NR_029127.1]| Sulfolobus 
solfataricus strain IFO 15331 16S ribosomal RNA, partial sequence 8883 10377 Sulfolobus 
solfataricus Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

243600 Archaea_16S 39727 39680 34 81 gi|265678307|ref|NR_028609.1| Sulfolobus tokodaii 
strain 7 16S ribosomal RNA, partial sequence 38233 39727 Sulfolobus tokodaii Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

243600 Archaea_16S 162728 162681 34 81 gi|254971257|ref|NR_028175.1| Methanobacterium 
congolense C 16S ribosomal RNA, partial sequence 161275 162727 Methanobacterium congolense Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

243600 Archaea_16S 23711 23662 32 81 gi|265678632|ref|NR_028937.1| Archaeoglobus 
profundus strain AV18 16S ribosomal RNA, partial sequence 22211 23710 Archaeoglobus profundus 
Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

243600 Archaea_16S 75620 75567 32 85 gi|254971324|ref|NR_028242.1| Methanosaeta concilii 
Opfikon 16S ribosomal RNA, partial sequence 74149 75620 Methanosaeta concilii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 

243600 Archaea_16S 149150 149097 32 85 gi|254971266|ref|NR_028184.1| Methanimicrococcus 
blatticola PA 16S ribosomal RNA, partial sequence 147697 149149 Methanimicrococcus blatticola 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanimicrococcus. 
243600 Archaea_16S 152152 152099 32 85 gi|254971264|ref|NR_028182.1| Methanosarcina 
semesiae MD1 16S ribosomal RNA, partial sequence 150703 152151 Methanosarcina semesiae Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanosarcina. 

243600 Archaea_16S 164227 164174 32 85 gi|254971256|ref|NR_028174.1| Methanomethylovorans 
hollandica DMS1 16S ribosomal RNA, partial sequence 162778 164226 Methanomethylovorans hollandica 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanomethylovorans. 
243600 Archaea_16S 11898 11850 32 80 gi|265678819|ref|NR_029124.1| Natrialba taiwanensis 
strain Bl 16S ribosomal RNA, partial sequence 10428 11897 Natrialba taiwanensis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

243600 Archaea_16S 44238 44190 32 80 gi|254971297|ref|NR_028215.1| Haloferax 
denitrificans S1 16S ribosomal RNA, partial sequence 42769 44237 Haloferax denitrificans Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

243600 Archaea_16S 45757 45709 32 80 gi|254971296|ref|NR_028214.1| Natrialba asiatica 
172P1 16S ribosomal RNA, partial sequence 44288 45756 Natrialba asiatica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

243600 Archaea_16S 47277 47229 32 80 gi|254971295|ref|NR_028213.1| Haloferax gibbonsii 
Ma-2.38 16S ribosomal RNA, partial sequence 45807 47276 Haloferax gibbonsii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

243600 Archaea_16S 50321 50273 32 80 gi|254971288|ref|NR_028206.1| Halorubrum 
alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 48850 50320 Halorubrum alkaliphilum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

243600 Archaea_16S 62281 62233 32 80 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

243600 Archaea_16S 89110 89062 32 80 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

243600 Archaea_16S 92116 92068 32 80 gi|254971312|ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

243600 Archaea_16S 95099 95051 32 80 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

243600 Archaea_16S 96619 96571 32 80 gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
16S ribosomal RNA, partial sequence 95149 96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

243600 Archaea_16S 99623 99575 32 80 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
JCM 9060 16S ribosomal RNA, partial sequence 98155 99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

243600 Archaea_16S 101140 101092 32 80 gi|254971305|ref|NR_028223.1| Natronobacterium 
gregoryi SP2 16S ribosomal RNA, partial sequence 99673 101139 Natronobacterium gregoryi Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronobacterium. 

243600 Archaea_16S 105680 105632 32 80 gi|254971302|ref|NR_028220.1| Halorubrum distributum 
JCM 9100 16S ribosomal RNA, partial sequence 104213 105679 Halorubrum distributum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

243600 Archaea_16S 113310 113262 32 80 gi|254971294|ref|NR_028212.1| Haloferax mediterranei 
ATCC 33500 16S ribosomal RNA, partial sequence 111838 113309 Haloferax mediterranei ATCC 33500 


Archaea; Euryarc 


haeota; Halobacteria; Halobacteriales; 


Halobacter 


iaceae; Haloferax. 
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Ha 
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AJ2 16S ribosoma 
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Archaea; Euryarc 
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Euryarchaeota; H 


243600 Archaea_16S 


haloterrestris 1 
Archaea; Euryarc 


243600 Archaea_16S 


hulunbeirensis X 
Archaea; Euryarc 


243600 Archaea_16S 
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Halobacteria; Ha 


243600 Archaea_16S 


Aa 2.2 16S ribos 


Halobacteria; Ha 


243600 Archaea_16S 
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Euryarchaeota; H 


243600 Archaea_16S 


tibetense GA33 1 


Euryarchaeota; H 


243600 Archaea_16S 


thermoflexus IDZ 


Archaea; Euryarc 


243600 Archaea_16S 


subterraneum A8p 


Archaea; Euryarc 


243600 Archaea_16S 


amylolyticus Ah- 


Archaea; Euryarc 


243600 Archaea_16S 


SP4 16S ribosoma 


Euryarchaeota; H 


243600 Archaea_16S 


kodakarensis KOD 


Archaea; Euryarc 


243600 Archaea_16S 


thioreducens OGL 


Archaea; Euryarc 


243600 Archaea_16S 


borinquense DSM 
DSM 11551 Archae 


243600 Archaea_16S 


helgesonii strai 


Archaea; Euryarc 


243600 Archaea_16S 


116328 116280 32 80 gi|254971291|ref|NR_028209.1| Haloferax larsenii 
mal RNA, partial sequence 114855 116327 Haloferax larsenii Archaea; Euryarchaeota; 
lobacteriales; Halobacteriaceae; Haloferax. 

117850 117802 32 80 gi|254971290|ref|NR_028208.1| Haloterrigena 

saccharevitans AB14 16S ribosomal RNA, partial sequence 116378 117849 Haloterrigena saccharevitans 
haeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

120859 120811 32 80 gi| 254971287 |ref|NR_028205.1| Halorubrum 
1 16S ribosomal RNA, partial sequence 119389 120858 Halorubrum xinjiangense 
haeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

125293 125245 32 80 gi|254971283|ref|NR_028201.1| Halobiforma lacisalsi 
1 RNA, partial sequence 123822 125292 Halobiforma lacisalsi Archaea; Euryarchaeota; 
lobacteriales; Halobacteriaceae; Halobiforma. 

126817 126769 32 80 gi|254971281|ref|NR_028199.1| Natrinema altunense 
1 RNA, partial sequence 125343 126816 Natrinema altunense Archaea; Euryarchaeota; 
lobacteriales; Halobacteriaceae; Natrinema. 

128337 128289 32 80 gi|254971280|ref|NR_028198.1| Halorubrum tibetense 
1 RNA, partial sequence 126867 128336 Halorubrum tibetense Archaea; Euryarchaeota; 
lobacteriales; Halobacteriaceae; Halorubrum. 

146186 146138 32 80 gi|254971268|ref|NR_028186.1| Halococcus dombrowskii 

RNA, partial sequence 144714 146185 Halococcus dombrowskii Archaea; 
alobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

153674 153626 32 80 gi|254971263|ref|NR_028181.1| Natrialba 
112 16S ribosomal RNA, partial sequence 152202 153673 Natrialba chahannaoensis 
haeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

155198 155150 32 80 gi|254971262|ref|NR_028180.1| Halalkalicoccus 
16S ribosomal RNA, partial sequence 153724 155197 Halalkalicoccus tibetensis Archaea; 
alobacteria; Halobacteriales; Halobacteriaceae; Halalkalicoccus. 

158207 158159 32 80 gi|254971260|ref|NR_028178.1| Halobiforma 
35 16S ribosomal RNA, partial sequence 156750 158206 Halobiforma haloterrestris 
haeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

159728 159680 32 80 gi|254971259|ref|NR_028177.1| Natrialba 
21 16S ribosomal RNA, partial sequence 158257 159727 Natrialba hulunbeirensis 
haeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

183537 183489 32 80 gi|254971242|ref|NR_028160.1| Halorubrum terrestre 

RNA, partial sequence 182070 183536 Halorubrum terrestre Archaea; Euryarchaeota; 
lobacteriales; Halobacteriaceae; Halorubrum. 

186582 186534 32 80 gi|254971240|ref|NR_028158.1| Haloferax lucentense 
omal RNA, partial sequence 185109 186581 Haloferax lucentense Archaea; Euryarchaeota; 
lobacteriales; Halobacteriaceae; Haloferax. 

195440 195392 32 80 gi|254971233|ref|NR_028151.1| Haloferax alexandrinus 

RNA, partial sequence 193968 195439 Haloferax alexandrinus Archaea; 
alobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

201391 201343 32 80 gi|254971229|ref|NR_028147.1| Natronorubrum 
6S ribosomal RNA, partial sequence 199917 201390 Natronorubrum tibetense Archaea; 
alobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

66616 66573 38 81 gi|254971331|ref|NR_028249.1| Methanothermobacter 

16S ribosomal RNA, partial sequence 65162 66615 Methanothermobacter thermoflexus 
haeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 

69597 69554 38 81 gi|254971329|ref|NR_028247.1| Methanobacterium 

16S ribosomal RNA, partial sequence 68161 69596 Methanobacterium subterraneum 
haeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

110239 110192 33 80 gi|254971299|ref|NR_028217.1| Natronococcus 
36 16S ribosomal RNA, partial sequence 108766 110239 Natronococcus amylolyticus 
haeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

57795 57749 34 80 gi|254971337|ref|NR_028255.1| Natronococcus occultus 
1 RNA, partial sequence 56331 57794 Natronococcus occultus Archaea; 
alobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

111779 111730 32 81 gi|254971298|ref|NR_028216.1| Thermococcus 
1 16S ribosomal RNA, partial sequence 110290 111787 Thermococcus kodakarensis KOD1 
haeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

156700 156651 32 81 gi|254971261|ref|NR_028179.1| Thermococcus 
-20P 16S ribosomal RNA, partial sequence 155248 156699 Thermococcus thioreducens 
haeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

170197 170152 35 80 gi|254971252|ref|NR_028170.1| Halogeometricum 
11551 16S ribosomal RNA, partial sequence 168746 170196 Halogeometricum borinquense 
a; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halogeometricum. 

16264 16216 33 81 gi|265678754|ref|NR_029059.1| Palaeococcus 
n PI1 16S ribosomal RNA, partial sequence 14826 16263 Palaeococcus helgesonii 
haeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

42719 42671 32 80 gi|254971311|ref|NR_028229.1| Haloarcula amylolytica 
al RNA, partial sequence 41247 42718 Haloarcula amylolytica Archaea; 


BD-3 16S ribosom 
Euryarchaeota; H 


alobacteria; Halobacteriales; 


Halobacteriaceae; 


Haloarcula. 


243600 Archaea_16S 86068 86016 33 85 gi|254971317|ref|NR_028235.1| Thermoplasma 
acidophilum 122-1B2 16S ribosomal RNA, partial sequence 84597 86067 Thermoplasma acidophilum 
Archaea; Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

243600 Archaea_16S 87590 87542 32 80 gi|254971316|ref|NR_028234.1| Haloarcula japonica 
TR-1 16S ribosomal RNA, partial sequence 86118 87589 Haloarcula japonica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

243600 Archaea_16S 185059 185011 32 80 gi|254971241|ref|NR_028159.1| Haloarcula hispanica 


Y-27 16S ribosomal RNA, partial sequence 


183587 185058 Haloa 


rcula hispanica 


Archaea; Euryarchaeota; 


Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

243600 Archaea_16S 4492 4445 34 81 gi|265678906|ref|NR_029214.1| Thermofilum pendens 
strain Hvv3, DSM 2475 16S ribosomal RNA, partial sequence 2983 4491 Thermofilum pendens Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermofilaceae; Thermofilum. 

243600 Archaea_16S 74099 74057 38 80 gi|254971326|ref|NR_028244.1| Halorubrum 
lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 72635 74098 Halorubrum 
lacusprofundi ATCC 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Halorubrum. 

243600 Archaea_16S 165728 165686 38 80 gi|254971255|ref|NR_028173.1| Haloterrigena 
thermotolerans PR5 16S ribosomal RNA, partial sequence 164277 165727 Haloterrigena thermotolerans 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

243600 Archaea_16S 53313 53264 32 80 gi|254971282|ref|NR_028200.1| Halococcus 
qingdaonensis CM5 16S ribosomal RNA, partial sequence 51837 53312  Halococcus qingdaonensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

243600 Archaea_16S 210292 210240 33 85 gi|219846654|ref|NR_026246.1| Picrophilus oshimae 
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243600 Archaea_16S 
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T 
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T 
243600 Archaea_16S 


S ribosomal RNA, complete sequence 
hermoplasmata; Thermoplasmatales; 
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haeota; Halobacteria; Halobacteriales; 
161225 161186 41 80 gi 
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81 gi 
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Kl 16S ribosomal RNA, partial sequence 
haeota; Thermoprotei; Desulfurococcales 
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ribosomal RNA, partial sequence 
alobacteria; Halobacteriales; Halobacte 
147647 147616 54 85 gi 
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208822 21029 
Picro 


63680 
haeota; Methanobacteria; Methanobacteri 
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mukohataei arg-2 16S ribosomal RNA, partial sequence 105730 1 
Halobacteria; 
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16S ribosomal RNA, partial sequence 101190 1 
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1 RNA, partial sequence 117900 119338 Haloq 
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254971303 
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; Desulfur 
254971238 
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ales; Meth 
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ales; Meth 
254971234 
19248 
ales; Meth 
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1 Picrophilus oshimae Archaea; 


Thermoplasm 


Picrophilus. 
ref |NR_028250.1| Methanothermobacter 
Methanothermobacter thermophilus 
anobacteriaceae; Methanothermobacter. 
ref|NR_028219.1| Halomicrobium 
8 Halomicrobium mukohataei Archaea; 
alomicrobium. 
ref|NR_028218.1] Haloarcula 
9 108715 Haloarcula argentinensis 
iaceae; Haloarcula. 
ref|NR_028176.1| Natrialba aegyptia 40 
Euryarchaeota; 
ref|NR_028222.1| Metallosphaera 
0 Metallosphaera hakonensis Archaea; 
sphaera. 
ref|NR_028221.1| Acidianus ambivalens 
anus ambivalens Archaea; Crenarchaeota; 
ref|NR_024799.1| Caldisphaera 
207306 208771 Caldisphaera 
Caldisphaeraceae; Caldisphaera. 
ref|NR_029316.1| Sulfophobococcus 
1463 Sulfophobococcus zilligii 
ococcaceae; Sulfophobococcus. 
ref|NR_028156.1] Methanoculleus 
56280 Methanoculleus thermophilus 
anomicrobiaceae; Methanoculleus. 
ref|NR_028240.1] Methanoplanus 
78631 Methanoplanus petrolearius 
anomicrobiaceae; Methanoplanus. 
ref|NR_028152.1] Methanoculleus 
8 193917 Methanoculleus chikugoensis 
anomicrobiaceae; Methanoculleus. 
ref|NR_024870.1| Methanocalculus 
205812 207255 Methanocalculus 
obiales; Genera incertae sedis; 
ref|NR_028207.1| Haloquadratum walsbyi 
uadratum walsbyi Archaea; Euryarchaeota; 
ref|NR_028187.1| Halobacterium 
3 Halobacterium noricense Archaea; 
alobacterium. 
ref|NR_028185.1| Thermoplasma volcanium 


146236 147646 Thermoplasma volcanium Archaea; 
Thermoplasmataceae; 


a. 


243600 Archaea_16S 171679 171652 53 80 gi|254971251|ref|NR_028169.1| Halostagnicola 
larsenii XH-48 16S ribosomal RNA, partial sequence 170247 171679 Halostagnicola larsenii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halostagnicola. 

243600 Archaea_16S 173164 173137 53 80 gi|254971250|ref|NR_028168.1| Halococcus 
hamelinensis 100A6 16S ribosomal RNA, partial sequence 171730 173164 Halococcus hamelinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

243600 Archaea_16S 180533 180506 53 80 gi|254971244|ref|NR_028162.1| Natronolimnobius 
innermongolicus N-1311 16S ribosomal RNA, partial sequence 179100 180534 Natronolimnobius 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Natronolimnobius. 

243600 Archaea_16S 182016 181989 53 80 gi|254971243|ref|NR_028161.1| Natronolimnobius 
baerhuensis IHC-005 16S ribosomal RNA, partial sequence 180585 182019 Natronolimnobius baerhuensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronolimnobius. 

243600 Archaea_16S 192434 192407 53 80 gi|254971235|ref|NR_028153.1| Halobiforma 
nitratireducens C231 16S ribosomal RNA, partial sequence 191003 192437 Halobiforma nitratireducens 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

243600 Archaea_16S 196924 196897 53 80 gi|254971232|ref|NR_028150.1| Natrinema versiforme 
XF10 16S ribosomal RNA, partial sequence 195490 196927 Natrinema versiforme Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

243600 Archaea_16S 202872 202845 53 80 gi|219878416|ref|NR_025555.1| Halobacterium 
salinarum strain 91-R6 16S ribosomal RNA, partial sequence 201441 202874 Halobacterium salinarum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

243600 Archaea_16S 19270 19248 59 81 gi|265678749|ref|NR_029054.1| Pyrococcus horikoshii 
strain JA-1 16S ribosomal RNA, partial sequence 17817 19270 Pyrococcus horikoshii Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 

243600 Archaea_16S 59267 59241 59 85 gi|254971336|ref|NR_028254.1| Methanofollis 
liminatans GKZPZ 16S ribosomal RNA, partial sequence 57845 59274  Methanofollis liminatans Archaea; 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanofollis. 

243600 Archaea_16S 60747 60721 59 85 gi|254971335|ref|NR_028253.1| Methanoculleus 
palmolei DSM 4273 16S ribosomal RNA, partial sequence 59325 60755 Methanoculleus palmolei 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 

243600 Archaea_16S 131321 131299 59 81 gi|254971278|ref|NR_028196.1| Thermococcus stetteri 
K-3 16S ribosomal RNA, partial sequence 129880 131321 Thermococcus stetteri Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

243600 Archaea_16S 132814 132792 59 81 gi|254971277|ref|NR_028195.1| Thermococcus siculi 
RG-20 16S ribosomal RNA, partial sequence 131372 132813 Thermococcus siculi Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

243600 Archaea_16S 134311 134289 59 81 gi|254971276|ref|NR_028194.1| Thermococcus profundus 
DT5432 16S ribosomal RNA, partial sequence 132864 134310 Thermococcus profundus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

243600 Archaea_16S 135805 135783 59 81 gi|254971275|ref|NR_028193.1| Thermococcus 
peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 134361 135805 Thermococcus peptonophilus JCM 
9653 Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

243600 Archaea_16S 138787 138765 59 81 gi|254971273|ref|NR_028191.1| Thermococcus 
gorgonarius W-12 16S ribosomal RNA, partial sequence 137342 138786 Thermococcus gorgonarius Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

243600 Archaea_16S 177567 177541 54 80 gi| 254971247 |ref|NR_028165.1| Haloferax prahovense 
TL6 16S ribosomal RNA, partial sequence 176132 177566 Haloferax prahovense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

243600 Archaea_16S 38180 38151 52 81 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 
strain IC-059 16S ribosomal RNA, partial sequence 36706 38182 Vulcanisaeta souniana Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Vulcanisaeta. 

243600 Archaea_16S 17767 17747 61 81 gi|265678750|ref|NR_029055.1| Thermococcus aegaeus 
strain P5 16S ribosomal RNA, partial sequence 16314 17766 Thermococcus aegaeus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

243698 Bacteria_16S 62518 62424 1 93 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
243698 Bacteria_16S 254629 254535 1 93 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

243698 Bacteria_16S 260508 260414 1 93 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
243698 Bacteria_16S 415709 415615 1 93 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
243698 Bacteria_16S 463289 463195 1 93 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
243698 Bacteria_16S 464791 464697 1 93 gi|265678741|ref|NR_029046.1| Inquilinus limosus 


strain AU476 16S 


ribosomal RNA, partial sequence 


464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Inquilinus. 


243698 Bacteria_16S 


strain CE2105 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243698 Bacteria_16S 


strain SCII24 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
243698 Bacteria_16S 


grignonense strai 
grignonense Bacte 


243698 Bacteria_16S 


strain TH-3 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
243698 Bacteria_16S 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
243698 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


243698 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


243698 Bacteria_16S 


strain AMX51 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
243698 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


243698 Bacteria_16S 


strain SH22623 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
243698 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


243698 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


243698 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


243698 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


243698 Bacteria_16S 
SDW 018 16S ribosomal RNA, partial sequence 


temperatum strain 
temperatum Bacter 


243698 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


243698 Bacteria_16S 


subsp. ureaphilum 
facile subsp. ure 
Hyphomicrobium. 


243698 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


243698 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


243698 Bacteria_16S 


strain SO2 16S ri 
Proteobacteria; A 


243698 Bacteria_16S 


strain SA35 16S r 
Proteobacteria; A 


629254 629160 1 93 
ribosomal RNA, partial sequence 


gi 


677884 677790 1 93 
ribosomal RNA, partial sequence 


gi 


679329 679235 1 93 gi 
ria; Proteobacteria; Alphaproteobacter 
715293 715199 1 93 gi 


ibosomal RNA, partial sequence 


793952 793858 1 93 gi 
B 16S ribosomal RNA, partial sequence 


824590 824496 1 93 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826092 825998 1 93 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
842849 842755 1 93 gi 
ribosomal RNA, partial sequence 


956123 956029 1 93 gi 
strain BN12 16S ribosomal RNA, partial 


1025004 1024910 1 93 
S ribosomal RNA, partial sequence 


gi 


1056983 1056889 1 93 gi 


ain Klemme Rb 16S ribosomal RNA, partial 


teria; Proteobacteria; Alphaproteobacteria; 


1142980 1142886 1 93 gi 


ia; Proteobacteria; Alphaproteobacteria; 
1308949 1308855 1 93 gi 


1310422 1310328 1 93 gi 
strain IFAM CO-582 16S ribosomal RNA, 


1339539 1339445 1 93 
train MSR-1 16S ribosomal RNA, 
SR-1 Bacteria; Proteobacteria; 


gi 
partial 


1380473 1380379 1 93 gi 
BL2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1486596 1486502 1 93 gi 
bosomal RNA, partial sequence 


1492647 1492553 1 93 
ibosomal RNA, partial sequence 


gi 


243698 Bacteria_16S 


lusatiensis strai 


1569374 1569280 1 93 gi 
n Sl 16S ribosomal RNA, partial sequence 


265678631 
628893 63029 
Rhodospiri 
265678597 
677507 67890 
llaceae; 
265678596 
n OgA9a 16S ribosomal RNA, partial sequence 

ia; 
265678571 
714920 71638 
obacteriac 
265678516 


biaceae; 
265678496 
824212 825662 Bosea 
sea. 
265678495 
825713 827158 Bosea 
sea. 
265678484 
842468 84394 
rhizobiace 
265678408 
sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


265678361 
1024681 10260 
biaceae; 
265678339 


253680761 
in C6-19 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


1238301 1238207 1 93 gi| 219878163 
in DSM7050 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhizo 

1239817 1239723 1 93 gi| 219878162 
n DSM7048 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; Rhizob 

1242805 12427111 93 gi| 219878114 


228721488 
train IFAM I-551 16S ribosomal RNA, partial sequ 
erans Bacteria; Proteobacteria; Alphaproteobacte 


228721487 
partial s 
aphilum Bacteria; Proteobacteria; Alphaproteobac 


228721340 
sequence 
Alphaproteobacter 


228717274 


les; Beije 
219857235 
1486230 14876 
lphaproteobacteria; Rhizobiales; Rhizobiaceae; 
219846714 
1492298 14937 
lphaproteobacteria; Rhizobiales; Xanthobacterace 
219878173 


(e} 


Rhizob 


79361 
R 


R 


R 


sequenc 
Rhiz 


Rhodo 


Rhizobi 


13801 


R 


ref|NR_028936.1| Roseospira marina 
8 Roseospira marina Bacteria; 
llaceae; Roseospira. 
ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 
chrobactrum. 
ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 
eae; Aminobacter. 
ref|NR_028819.1| Rhizobium loessense 
1 794989 Rhizobium loessense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref |NR_028798.1 
eneae Bacteria; 


ref|NR_028787.1| Bosea minatitlanensis 

9 Bosea minatitlanensis Bacteria; 

ae; Bosea. 

ref|NR_028710.1| Pseudaminobacter 
955748 957207 Pseudaminobacter 


hizobiales; Phyllobacteriaceae; 


ref|NR_028663.1| Rhizobium yanglingense 
37 Rhizobium yanglingense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_028641.1| Rhodopseudomonas 

e 1056603 1058087 Rhodopseudomonas 
obiales; Bradyrhizobiaceae; 


ref|NR_028009.1| Pannonibacter 
1142608 1144082 Pannonibacter 
bacterales; Rhodobacteraceae; 


ref|NR_025302.1| Aminobacter 

1237929 1239394 Aminobacter 
biales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025301.1| Aminobacter 

1239445 1240914 Aminobacter 
iales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025253.1| Mesorhizobium 
1242462 1243864 Mesorhizobium 
ales; Phyllobacteriaceae; Mesorhizobium. 
ref|NR_027611.1| Hyphomicrobium facile 
ence 1308596 1310018 Hyphomicrobium 
ria; Rhizobiales; Hyphomicrobiaceae; 


ref|NR_027610.1| Hyphomicrobium facile 
equence 1310069 1311491 Hyphomicrobium 
teria; Rhizobiales; Hyphomicrobiaceae; 


NR_027605.1 
1339181 134062 
Rhodospirill 


Magnetospirillum 
3 Magnetospirillum 
ia; ales; Rhodospirillaceae; 
ref|NR_027561.1] Methylocella 
15 1381523 Methylocella silvestris BL2 
rinckiaceae; Methylocella. 
ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026306.1| Xanthobacter agilis 
11 Xanthobacter agilis Bacteria; 
ae; Xanthobacter. 


15690 


ref|NR_025312.1| Defluvibacter 
18 1570426 Defluvibacter lusatiensis 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 


243698 Bacteria_16S 1579980 1579886 1 93 gi 
americanum strain CFNEI 156 16S ribosomal RNA, partial 
americanum Bacteria; Proteobacteria; Alphaproteobacteri 
Sinorhizobium/Ensifer group; Sinorhizobium. 
243698 Bacteria_16S 1628787 1628693 1 
strain T4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
243698 Bacteria_16S 1703638 1703544 1 93 gi 
echinoides strain IMET 10491 16S ribosomal RNA, partial 
echinoides Bacteria; Proteobacteria; Alphaproteobacteri 
243698 Bacteria_16S 1851201 18511071 93 gi 
strain SE3104 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243698 Bacteria_16S 1867851 1867757 1 93 gi 
asaccharovorans strain TE2 16S ribosomal RNA, partial s 
asaccharovorans Bacteria; Proteobacteria; Alphaproteoba 
Chelatococcus. 

243698 Bacteria_16S 1939182 1939088 1 93 gi 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacte 
Methylobacterium. 

243698 Bacteria_16S 2098009 2097915 1 93 gi 
aquibiodomus strain NL21 16S ribosomal RNA, partial seq 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacte 
Nitratireductor. 
243698 Bacteria_16S 
strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 

243698 Bacteria_16S 2299821 2299727 1 93 
strain 63287 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
243698 Bacteria_16S 2301289 2301195 1 93 gi 
34632 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Af 
243698 Bacteria_16S 2567691 2567597 1 93 gi 
strain AN1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
243698 Bacteria_16S 2661135 2661041 1 93 gi 
multivorans strain DM13 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
243698 Bacteria_16S 2662518 2662424 1 93 gi 
strain IM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
243698 Bacteria_16S 2860027 2859933 1 93 gi 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, p 
carboxydohydrogena Bacteria; Proteobacteria; Alphaprote 
243698 Bacteria_16S 2994088 2993994 1 93 gi 
larrymoorei strain AF3.10 16S ribosomal RNA, partial se 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacter 
Rhizobium/Agrobacterium group; Agrobacterium. 

243698 Bacteria_16S 3004887 3004793 1 93 gi 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
243698 Bacteria_16S 3071380 3071286 1 93 gi 
strain K 16S ribo 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
243698 Bacteria_16S 3075848 3075754 1 93 gi 
strain ORS 992 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
243698 Bacteria_16S 3105980 3105886 1 93 gi 
strain DSM 11603 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
243698 Bacteria_16S 3308968 3308874 1 93 gi 
strain 301 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
243698 Bacteria_16S 3578717 3578623 1 93 gi 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteri 


93 gi 


2244934 2244840 1 93 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


gi 


se 
a; 


ri 

s 
a; 
Rh 
eq 


ct 


s 
ri 


ue 
ri 


le 


rh 


ip 


rh 


en 


le 


lo 


ar 
ob 


qu 
ia 


lo 


ri 


bi 


ob 


ob 


se 
a; 


243698 Bacteria_16S 3603352 3603258 1 93 gi 


219878491 


219878457 
1628419 16298 


219878405 
219878301 
1850849 18521 


219878289 


219878235 


219878123 


219857569 


219857530 
2299447 23008 


219857529 
2300928 2302353 Afipi 


219857289 
2567339 25687 


219857216 
219857215 
2662145 26634 


219856884 


219846927 


219846920 
219846874 
somal RNA, partial sequence 3071024 3072416 Methy 


219846871 
3075492 30769 


219846851 
16S ribosomal RNA, partial sequence 3105629 31070 


219846715 
3308619 33100 


219846523 


ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


quence 
Rhizobi 


’ 


ref|NR_025596.1 


nckiaceae; Methylocella. 
ref|NR_025544.1 
1703281 170468 
ales; Methylocys 
ref|NR_025440.1 


equence 
Rhizobi 


odospirillaceae; Roseosp 
ref |NR_025428.1 
1867493 186885 


izobiales; Beije 


uence 
eria; Rh 
ref|NR_025374.1 

1938810 194024 
biales; Methylob 


equence 
a; Rhizo 


ref|NR_025262.1 
2097632 209908 
biales; Phylloba 


nce 
a; Rhizo 
ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


22445 
s; Rhizo 


ref|NR_025118.1 
Bosea. 
NR_025117.1 
rgiae Bacter 


izobiaceae; 
ref 
a bi 
ia. 
ref |NR_024920.1 
izobiaceae; Nitrobacter 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 


ref|NR_024843.1 


ce 26607 
s; Hypho: 


cystaceae; M 
ref 


uenc 


ethylopila. 
NR_024703.1 
e 285967 
Rhizobiales; Br 
ref|NR_026519.1 

2993732 299516 
iales; Rhizobiac 


tial seq 
acteria; 


ence 
Rhizob 


’ 


ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026466.1 
locella palustri 
e; Methylocella. 
ref |NR_026463.1 


30045 
cystacea 


nckiacea 


aceae; Rhizobium/Agrobac 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacter 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 


acteriac 


acterace 


quence 
Rhizobi 


Sinorhizobium 
0 Sinorhizobium 
ae; 


Methylocella tundrae 


34 Methylocella tundrae Bacteria; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Chelatococcus 

8 Chelatococcus 

rinckiaceae; 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group 


v 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Agrobacterium 
8 Agrobacterium 
eae; 


Methylosinus sporium 
osinus sporium Bacteria; 


Methylocella palustris 
s Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Xanthobacter flavus 


flavus Bacteria; 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 


219846504 


ref|NR_026096.1 


Sinorhizobium saheli 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 


Sinorhizobium. 


243698 Bacteria_16S 


strain H152 16S r 
Proteobacteria; A 


243698 Bacteria_16S 


3656253 3656159 1 93 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3683677 3683583 1 93 gi 


gi 


219846467 


3655877 36573 


biaceae; R 
219846448 


strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 36847 


Proteobacteria; A 


243698 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


243698 Bacteria_16S 


lphaproteobacteria; Rhizobiales; Bruce 
3968720 3968626 1 93 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3980117 3980023 1 93 gi 


llaceae; O 
219846246 
39683 
rillales; 
219846238 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 


Proteobacteria; A 


243698 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


243698 Bacteria_16S 


strain HTCC2506 1 
Proteobacteria; A 


243698 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


243698 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


243698 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


243698 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


243698 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


243698 Bacteria_16S 


strain FF3 16S ri 
Proteobacteria; A 


243698 Bacteria_16S 


CFN 42 16S riboso: 
Alphaproteobacter 


243698 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


243698 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


243698 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


243698 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


243698 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


243698 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


243698 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


243698 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


243698 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


243698 Bacteria_16S 


lphaproteobacteria; Rhizobiales; Rhizo 
1305962 1305870 1 91 gi 
RNA, complete sequence 
ia; Rhizobiales; Xanthobacteraceae; 
438849 438758 4 93 


st 
gi 


lphaproteobacteria; Rhizobiales; Auran 
1396952 1396861 4 93 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


1650053 1649962 4 

osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1656198 1656107 4 93 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
3124101 3124007 1 93 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


93 gi 


4239375 4239284 4 93 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
146002 145908 1 93 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
272599 272505 1 93 gi 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 

351719 351625 1 93 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
592787 592693 1 93 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
649213 649119 1 93 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1336562 1336468 1 93 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


Rhizobi 
gi 


1404427 1404333 1 93 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1485079 1484985 1 93 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


gi 


1515037 1514943 1 93 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 
1648563 1648469 1 93 gi 
ia; Rhodospirillales; Acetobacteraceae 
1889358 1889264 1 93 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


biaceae; R 
219846269 


1305606 1307012 Stark 


arkeya. 
265678762 


6S ribosomal RNA, partial sequence 438478 43991 


timonadace 
228715764 

uence 

bacteria; 


219878442 


1649700 16511 


obacterace 
219878437 
sequence 
eria; Rhiz 
219846839 
1 sequence 
eria; Rhiz 


219846042 
nce 42390 
les; Methy 
265678965 


145646 14699 


hodobacter 
265678878 


272240 273697 Rhizo 


um/Agrobac 
265678823 


351363 35277 


biaceae; R 
265678657 
ce 59240 


Sphingomonadales; 


265678618 
e 64884 
les; Beije 
228721486 
equence 

eobacteria 


219857153 


1404010 14055 
ystineae; 


oc 
219857250 
quence 

ria; Rhizo 
219878113 
1 sequence 


teria; Rhi 


219878443 


somal RNA, partial sequence 1648203 1649649 Stell 


; Stella. 

219878272 
e 18889 
les; Phyll 


1969572 1969478 1 93 gi 


ref|NR_026059.1| Rhizobium giardinii 

53 Rhizobium giardinii Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026039.1| Ochrobactrum anthropi 
56 Ochrobactrum anthropi Bacteria; 
chrobactrum. 
ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillaceae; Phaeospirillum. 
ref|NR_025828.1| Rhizobium galegae 

09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025859.1| Starkeya novella DSM 
eya novella Bacteria; Proteobacteria; 


Phaeospirillum fulvum 
pirillum fulvum 


ref|NR_029067.1| Fulvimarina pelagi 

9 Fulvimarina pelagi Bacteria; 

ae; Fulvimarina. 

ref|NR_027539.1 
1396599 139803 

Rhizobiales; Met 


Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 
ae; Labrys. 
ref|NR_025576.1 
1655822 165727 
obiales; Brucell 
ref|NR_026431.1 
3123738 312518 
obiales; Hyphomi 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


ref |NR_025632.1 
11 4240418 Methyl 


Methylobacterium 
obacterium hispanicum 
lobacteriaceae; Methylobacterium. 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref |NR_029184.1 
bium etli Bacter 
terium group; Rhizobium. 
ref|NR_029128.1| Rhodobium orientis 
0 Rhodobium orientis Bacteria; 
hodobium. 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref |NR_027609.1 
1336206 133758 
Rhodobacterale 


Rhizobium etli strain 
ia; Proteobacteria; 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 

Methylocapsa 
ocapsa acidiphila 
hylocapsa. 

Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


’ 


ref|NR_024781.1| Haliangium tepidum 

17 Haliangium tepidum Bacteria; 

; Haliangiaceae; Haliangium. 

ref|NR_024880.1| Mesorhizobium 

1484704 1486179 Mesorhizobium 
cteriaceae; 


biales; Phylloba 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


ref|NR_025252.1 
1514694 151610 
zobiales; Phyllo 


Stella humosa strain 
a; Proteobacteria; 


ref 
a hu 


NR_025582.1 
mosa Bacteri 


Mesorhizobium 
izobium chacoense 


ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; Mesorhizobium. 


219878215 


doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 


ref|NR_025354.1| Azospirillum 
1969231 1970533 Azospirillum 


doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Azospirillum. 


243698 Bacteria_16S 
strain 7d 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 
243698 Bacteria_16S 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
243698 Bacteria_16S 


Bacteria; 


strain ACCC 19665 
Bacteria; 


Hyphomicrobium. 


243698 Bacteria_16S 
ZV-622 
Proteobacteria; Alphaproteobacteria; 


zavarzinii strain 


zavarzinii Bacteria; 
243698 Bacteria_16S 
plurifarium strain LMG 1 
plurifarium Bacteria; 


Mesorhizobium. 


243698 Bacteria_16S 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequen 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rh 


Magnetospirillum. 


243698 Bacteria_16S 


strain TagT2C 16S 


Bacteria; 


capsulatus strain 
Bacteria; 


Methylobacterium. 


243698 Bacteria_16S 
GIFU 11526 16S ribosomal RNA, partial sequence 


capsulatum strain 


capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


243698 Bacteria_16S 
strain NZP 2213 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
243698 Bacteria_16S 


strain 34633 16S 


Leisingera. 


243698 Bacteria_16S 
strain J1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
243698 Bacteria_16S 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
243698 Bacteria_16S 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


centenum Bacteria; 
Rhodospirillum. 


243698 Bacteria_16S 
strain R18 16S ribosomal RNA, partial sequence 


2220717 2220623 1 


2222126 2222032 1 


2623106 2623012 1 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
243698 Bacteria_16S 
methylovorum strain DSM 


3125590 3125496 1 


3127059 3126965 1 


3131456 3131362 1 


3198479 3198385 1 


3239317 3239223 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
243698 Bacteria_16S 
australicum strain IFAM ST1306 16S ribosomal RNA, partial 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 33071 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
243698 Bacteria_16S 
216 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
243698 Bacteria_16S 
strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
243698 Bacteria_16S 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


3263300 3263206 1 


3307506 3307412 1 


3577253 3577159 1 


3645600 3645506 1 


3938985 3938891 1 


3965704 3965610 1 


3967217 3967123 1 


4222764 42226701 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
243698 Bacteria_16S 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequenc 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria 


4231831 42317371 


767816 767722 1 


3800509 3800415 1 


3977454 3977360 1 


4958 4864 aL 


5458 16S ribosomal RNA, partial sequence 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; 


16S ribosomal RNA, partial sequence 


1892 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


complete sequence 3966839 39683 


93 gi| 219857585 
2220358 22217 


219857584 
22217 


93 gi 


219857249 

26227 
Phyll 
219846838 


93 gi 


93 gi 


93 gi| 219846837 
Rhizobi 


93 gi|219846834 


93 gi| 219846789 


93 gi|219846761 
3238968 32403 


219846745 

sequenc 
Rhizob 

219846716 


93 gi 


93 gi 


Xanth 
219846524 

35769 
Brady 
219846474 


93 gi 
complete sequence 


93 gi 


93 gi|219846266 


Rhizobi 
93 gi| 219846248 
Sphingo 
93 gi| 219846247 


93 gi| 219846056 
4222451 42238 


93 gi|219846047 


93 gi| 265678534 
767437 76891 
93 gi| 219846362 
3800153 38015 
93 gi| 219846240 


Rhodospir 


Rhizobiales; 


ref|NR_025173.1| Xanthobacter viscosus 
41 Xanthobacter viscosus Bacteria; 
Xanthobacter. 
ref|NR_025172.1] Xanthobacter 
92 2223169 Xanthobacter aminoxidans 


Xanthobacteraceae; Xanthobacter. 


ref|NR_024879.1| Mesorhizobium amorphae 
31 2624203 Mesorhizobium amorphae 
obacteriaceae; Mesorhizobium. 
ref|NR_026430.1| Hyphomicrobium 

3125234 3126653 Hyphomicrobium 


Rhizobiales; Hyphomicrobiaceae; 


ref|NR_026429.1| Hyphomicrobium 

3126704 3128141 Hyphomicrobium 
ales; Hyphomicrobiaceae; Hyphomicrobium. 
ref|NR_026426.1| Mesorhizobium 
131100 3132536 Mesorhizobium 
Phyllobacteriaceae; 


Ww 


ref|NR_026381.1| Magnetospirillum 
ce 3198121 3199563 Magnetospirillum 
odospirillales; Rhodospirillaceae; 


ref|NR_026353.1| Xanthobacter tagetidis 
79 Xanthobacter tagetidis Bacteria; 

ae; Xanthobacter. 
ref |NR_026337.1| Pedomicrobium 

e 3262929 3264382 Pedomicrobium 

iales; Hyphomicrobiaceae; Pedomicrobium. 
ref|NR_026308.1] Xanthobacter 

57 3308568 Xanthobacter autotrophicus 
obacteraceae; Xanthobacter. 
ref|NR_026116.1] Blastobacter 

05 3578325 Blastobacter capsulatus 
rhizobiaceae; Blastobacter. 
ref|NR_026066.1| Rhizobium mongolense 
64 Rhizobium mongolense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
NR_025856.1| Methylobacterium 
3938625 3940031 Methylobacterium 

ales; Methylobacteriaceae; 


NR_025838.1| Novosphingobium 
3965346 3966788 Novosphingobium 
monadales; Sphingomonadaceae; 


ref|NR_025837.1| Mesorhizobium loti 
15 Mesorhizobium loti Bacteria; 

eae; Mesorhizobium. 

ref|NR_025646.1| Afipia massiliensis 
25 Afipia massiliensis Bacteria; 

ae; Afipia. 
ref|NR_025637.1| Leisingera 

e 4231451 4232881 Leisingera 

; Rhodobacterales; Rhodobacteraceae; 


ref|NR_028838.1| Devosia neptuniae 

4 Devosia neptuniae Bacteria; 

ae; Devosia. 

ref|NR_025953.1| Mesorhizobium ciceri 
75 Mesorhizobium ciceri Bacteria; 

eae; Mesorhizobium. 

ref|NR_025830.1| Rhodospirillum 


3977072 3978386 Rhodospirillum 
illales; Rhodospirillaceae; 


93 gi| 265679060 
4584 5982 


ref|NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


243698 Bacteria_16S 
strain M6 16S rib 
Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 
strain V2 16S rib 
Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


asaccharolytica s 


asaccharolytica B 


Sphingomonas. 


243698 Bacteria_16S 


subsp. berkhoffii 
subsp. berkhoffii 


243698 Bacteria_16S 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
243698 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


243698 Bacteria_16S 


strain PL7HG1 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
243698 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


243698 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


243698 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


243698 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


243698 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


243698 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


243698 Bacteria_16S 


strain JCM 21370 


tardaugens strain 
Bacteria; Proteob 


243698 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


243698 Bacteria_16S 


DSM 14365 16S rib 
Bacteria; Proteob 


243698 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


6420 6326 
osomal RNA, partial 


1 
sequence 
Rhizobiales; 
1 93 
sequence 
Rhizobiales; Barto 
67052 66958 1 93 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


93 gi 
Barto 
7877 7783 gi 
osomal RNA, partial 


318128 318034 1 93 gi 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
354640 354546 1 93 gi 
ribosomal RNA, partial sequence 


356117 356023 1 93 
ribosomal RNA, partial sequence 
Sphingomonadales; 
372528 372434 1 93 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


gi 


383188 383094 1 93 
ribosomal RNA, partial sequence 


gi 


487781 487687 1 93 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
STTTTS SI768L 1 93 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
719992 719898 1 93 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


870198 870104 1 93 gi 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


908075 907981 1 93 

S ribosomal RNA, partial sequence 
Sphingomonadales; 

1064644 1064550 1 93 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1067584 1067490 1 93 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1070577 1070483 1 93 gi 


gi 


1073495 1073401 1 93 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1077887 1077793 1 93 gi 
4 16S ribosomal RNA, partial sequence 

Sphingomonadales; 

1141455 11413611 93 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1209613 1209519 1 

osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1232208 12321141 93 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 


93 gi 


243698 Bacteria_16S 


RW1 16S ribosomal 
Proteobacteria; A 


6033 


7488 


265679059 
7437 
nellaceae; 
265679058 
8910 
nellaceae; 
265679019 
sequence 
cteria; 


265678848 


bacteria; 
265678820 


354284 35569 
microbiace 


265678818 


355741 35715 
Sphingomon 


265678806 
quence 
teria; 


265678799 


382807 38428 
rhizobiace 


265678726 
ce 48737 
irillales; 
265678667 
ence 57740 
irillales; 
265678568 
eria; Caul 
265678465 
uence 
ria; 


265678439 


907717 90916 


Erythrobac 
265678334 
sequence 

ria; Ocean 
265678332 
ence 10672 
onadales; 

265678330 


16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243698 Bacteria_16S 


Rhodospiri 
265678328 
ence 10731 
onadales; 
265678324 
10775 
Sphingomon 
253680762 
quence 
eria; Sphi 


228715350 


1209193 12106 


ales; Nann 
219878271 
quence 

cteria; Rh 
228715353 


1399958 1399864 1 93 gi 
RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


Sphingomon 


Sp 


ial sequen 


Sph 


1 sequence 


Rhizo 


ref |NR_029367.1| Bartonella taylorii 
Bartonella taylorii Bacteria; 
Bartonella. 
ref|NR_029366.1| Bartonella grahamii 
Bartonella grahamii Bacteria; 
Bartonella. 
ref |NR_029327.1 
66694 68135 
hingomonadales; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Bartonella vinsonii 
Bartonella vinsonii 
Rhizobiales; Bartonellaceae; Bartonella. 
ref|NR_029125.1| Rhodoplanes elegans 
0 Rhodoplanes elegans Bacteria; 
ae; Rhodoplanes 
ref|NR_029123.1 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
NR_029111.1| Sphingomonas 
372149 373610 Sphingomonas 
ingomonadales; Sphingomonadaceae; 


ref|NR_029153.1 
ce 317746 319177 


Sphingopyxis terrae 


ref|NR_029104.1| Bradyrhizobium betae 

9 Bradyrhizobium betae Bacteria; 

ae; Bradyrhizobium. 

ref |NR_029031.1| Marinomonas 

1 488866 Marinomonas ushuaiensis 

Marinomonas. 

ref |NR_028972.1 

5 578770 Thalas 

Thalassolituus. 

ref |NR_028872.1 
719632 721036 

obacterales; Cau 


Thalassolituus 
solituus oleivorans 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


ref |NR_028768.1 
869838 871263 
biales; Bradyrhi 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Marinomonas 
0 Marinomonas 
rinomonas. 
Sphingomonas 
omonas yabuuchiae 


ref |NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadaceae; Sphingomonas. 
ref|NR_028632.1| Tistrella mobilis 
36 Tistrella mobilis Bacteria; 
llaceae; Tistrella. 
ref |NR_028630.1| Novosphingobium 
37 1074554 Novosphingobium tardaugens 
Sphingomonadaceae; Novosphingobium. 
ref |NR_028626.1| Sphingomonas melonis 
29 1078967 Sphingomonas melonis Bacteria; 
adaceae; Sphingomonas. 
ref|NR_028010.1| Sphingopyxis 
1141076 1142557 Sphingopyxis 
ngomonadales; Sphingomonadaceae; 


ref|NR_027522.1| Haliangium ochraceum 
99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_025410.1] Bartonella 

1231844 1233289 Bartonella 
izobiales; Bartonellaceae; Bartonella. 
ref|NR_027525.1| Sphingomonas wittichii 


1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 


adaceae; Sphingomonas. 


243698 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


243698 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


243698 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


243698 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


243698 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


243698 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


243698 Bacteria_16S 


limicola strain G 
limicola Bacteria 


243698 Bacteria_16S 


strain EDIV 16S r 
Proteobacteria; A 


243698 Bacteria_16S 


strain ATCC 15260 
Proteobacteria; A 


243698 Bacteria_16S 


strain IBS 506 16 
Proteobacteria; A 


243698 Bacteria_16S 


strain IBS 382 16 
Proteobacteria; A 


243698 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


243698 Bacteria_16S 


strain SW-46 16S 
Proteobacteria; A 


243698 Bacteria_16S 


strain ALC-2 16S 
Proteobacteria; A 


243698 Bacteria_16S 


strain 91-4 16S r 
Proteobacteria; A 


243698 Bacteria_16S 


strain IBS 193 16 
Proteobacteria; A 


243698 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


243698 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


243698 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


243698 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


243698 Bacteria_16S 


strain JSS-26 16S 
Proteobacteria; A 


243698 Bacteria_16S 


strain JSS-7 16S 
Proteobacteria; A 


S ribosomal RNA, partial sequence 


243698 Bacteria_16S 


strain C-29 16S r 


2074760 20762 


ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


1424138 1424044 1 93 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
bosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1438081 1437987 1 93 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
osomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1465318 1465224 1 93 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
ibosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

1468326 1468232 1 93 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 

ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

1572392 1572298 1 93 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
c 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
acteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

1654665 1654571 1 93 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

1829723 1829629 1 93 gi|219878316|ref|NR_025455.1| Propionivibrio 
olChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 

1955931 1955837 1 93 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
ibosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

2015733 2015639 1 93 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 

16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

2075121 2075027 1 93 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

2084374 2084280 1 93 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

2113190 2113096 1 93 gi|219857659|ref|NR_025248.1| Novosphingobium 
strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

2117800 2117706 1 93 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
lphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

2151078 2150984 1 93 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
lphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

2295390 2295296 1 93 gi|219857533|ref|NR_025121.1| Bartonella bovis 
ibosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

2296856 2296762 1 93 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

2349684 2349590 1 93 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
ain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
acteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

2395286 2395192 1 93 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

2445533 2445439 1 93 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 

16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

2457622 2457528 1 93 gi|219857411|ref|NR_024999.1| Sphingopyxis 
n JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
ria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

2459115 2459021 1 93 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 

ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

2460606 2460512 1 93 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

2549293 2549199 1 93 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 


2548929 2550343 Bartonella koehlerae Bacteria; 


243698 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


243698 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


243698 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


strain IFO 15467 
Proteobacteria; 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


243698 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


243698 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


243698 Bacteria_16S 


strain IFO 10550 


strain LMG 2142 1 


strain FB2 16S ri 
Proteobacteria; G 


243698 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


243698 Bacteria_16S 


strain F9251 16S 


oligotrophica str 
oligotrophica Bac 


243698 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


243698 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


243698 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


243698 Bacteria_16S 


strain 25-4 16S r 
Proteobacteria; G 


243698 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


243698 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 
Salinimonas. 


243698 Bacteria_16S 


G 
243698 Bacteria_16S 


2646106 2646012 1 93 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
2864648 2864554 1 93 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


2884934 2884840 1 93 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2930389 2930295 1 93 gi 


ammaproteobacteria; Oceanospirillales; 
2965145 2965051 1 93 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 
3059479 3059385 1 93 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3113443 3113349 1 93 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Rhodocyclales; Rhod 
3128547 3128453 1 93 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3208928 3208834 1 93 gi 
Sphingomonadales; 
3261776 3261682 1 93 gi 


Sphingomonadales; 
3352977 3352883 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3835432 3835338 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3893587 3893493 1 93 gi 
ribosomal RNA, partial sequence 


3911910 3911816 1 93 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
3974547 3974453 1 93 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3995003 3994909 1 93 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3996494 3996400 1 93 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


3997988 3997894 1 93 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


3999464 39993701 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
4000910 4000816 1 93 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


gi 


4005449 4005355 1 93 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


4035865 4035771 1 93 gi 


219857227 

uence 

; Rhodocyc 
219856881 
sequence 


a; 


219856866 


2884576 28858 
hingomon 


Sp 
219856836 


16S ribosomal RNA, partial sequence 2930007 29314 


Oceanobac 
219856812 


2964771 29662 
hingomon 


Sp 
219846882 


3059104 30605 
yclaceae 


oc 
219846846 
31130 
oc 
219846836 
al sequenc 
ia; 


, 


219846782 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


Sphingomon 
219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


Sphingomon 
219846682 


3352589 33540 
alomonad 


H 
219846338 


3835060 38365 
alomonad 


H 
219846299 


3893217 38946 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
243698 Bacteria_16S 


nellaceae; 
219846286 
uence 
eria; Rhiz 
219846242 
sequence 
a; Rhizobi 


219846228 


3994645 39960 


Erythrobac 
219846227 
uence 

a; Sphingo: 


219846226 
quence 
ia; Sphing 


’ 


219846225 


3999120 40005 
thomonad 


an 
219846224 
uence 

a; Sphingo: 


219846221 
sequence 
ria; Alter 


219846199 


Sphingo 


yclaceae 


Rhizob 


ref|NR_024855.1 
2645713 264719 
lales; Rhodocycl 
ref|NR_024700.1 
2864276 286573 
monadales; Sphin 


ref |NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref |NR_026474.1 
; Thauera. 
ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026274.1 


acea 
ref 


e; Halomonas 
NR_025928.1 


acea 
ref 


e; Halomonas 
NR_025889.1 


tonella. 
NR_025876.1 
3911550 391285 
obiales; Bradyrh 
ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


Bar 


, 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
NR_025817.1 
3996136 399757 
monadales; Eryth 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


ref|NR_025815.1 


aceae; Silanimo 


monadales; 


ref|NR_025811.1 
4005071 400647 
omonadales; Alte 


Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Oceanobacter kriegii 


kriegii Bacteria; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Thauera selenatis 


94 Thauera selenatis Bacteria; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Agrobacterium 
6 Agrobacterium 
ae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 


hrobacteraceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Sphingopyxis 

5 Sphingopyxis 

gomonadaceae; 


Salinimonas 
7 Salinimonas 
romonadaceae; 


ref|NR_025789.1 


Erythrobacter 


aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 


Bacteria; Proteob 


acteria; Alphaproteobacteria; 


Sphingomonadales; Erythrobacteraceae; Erythrobacter. 


243698 Bacteria_16S 


strain A828 16S r 


hamburgensis stra 
Bacteria; Proteob 


243698 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


243698 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


243698 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


243698 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


243698 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


243698 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


243698 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


243698 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


243698 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


243698 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; 


243698 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


243698 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


243698 Bacteria_16S 


strain 941 16S ri 
Proteobacteria; A 


243698 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


243698 Bacteria_16S 


strain HTCC2597 1 
Proteobacteria; A 


243698 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


243698 Bacteria_16S 


strain E7107 16S 
Proteobacteria; A 


243698 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


4108212 4108118 1 93 
ibosomal RNA, partial sequence 


gi 


3210419 3210326 2 93 gi 
Sphingomonadales; 
1365237 1365146 1 93 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2302815 23027211 93 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
371030 370939 4 93 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1708176 1708082 1 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
4240834 4240743 4 93 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
56454 56360 1 93 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
57955 57861 1 93 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
59472 59378 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
61020 60926 1 93 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
190254 190160 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
193274 193180 1 93 gi 
in 1521 of Whittenbury 16S ribosomal R 


gi 


Methylobacter. 

196295 196201 1 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
259132 259038 1 93 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


gi 


353181 353087 1 93 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Hypho 
357547 357453 1 93 gi 
ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


gi 


378641 378547 1 93 gi 
lphaproteobacteria; Rhodobacterales; R 
390884 390790 1 93 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
446502 446408 1 93 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
490912 490818 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


4107869 41092 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
243698 Bacteria_16S 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


1707781 17092 


59080 


60630 


189853 19130 


195893 19735 


352821 35423 


6S ribosomal RNA, partial sequence 378266 37969 


446125 44760 


490502 49197 


219846146 


nellaceae; 
219846781 


Sphingomon 
228719040 
ence 13648 
les; Brady 
219857528 
ence 23024 
nadales; 
265678807 
quence 
eria; Rhod 
219878402 


matiaceae; 
219846041 
ce 42404 
les; Methy 
265679026 
nce 56079 
ales; Chro 
265679025 
nce 57580 
matiaceae; 
265679024 
60579 
anthomonad 
265679023 
62129 
anthomonad 
265678936 


ethylococc 
265678934 
NA, partia 


265678932 


ethylococc 
265678889 
tial seque 
acteria; R 


265678821 


microbiace 
265678816 
partial se 
eria; Rhod 


265678802 


hodobacter 
265678794 
ce 39048 
riales; Bu 
265678757 


Acetobacte 
265678724 


Halomonad 


243698 Bacteria_16S 


561201 561107 1 93 gi 


Alter 


ref|NR_025736.1| Bartonella chomelii 
43 Bartonella chomelii Bacteria; 
Bartonella. 
ref |NR_026373.1 
03 Sphingomonas pruni Bacteria; 
adaceae; Sphingomonas. 
ref|NR_027578.1| Nitrobacter 
67 1366328 Nitrobacter hamburgensis X14 
rhizobiaceae; Nitrobacter. 
ref|NR_025116.1| Marinobacter 
04 2303932 Marinobacter lutaoensis 
omonadaceae; Marinobacter. 
ref|NR_029112.1| Pseudovibrio 
Pseudovibrio 


370665 372098 
obacterales; Rhodobacteraceae; 


Sphingomonas pruni 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref |NR_029334.1 
57529 Thiocy 
matiaceae; Thioc 
ref |NR_029333.1 
59029 Thiocy 
Thiocystis. 
ref |NR_029332.1| Xanthomonas theicola 
Xanthomonas theicola Bacteria; 
aceae; Xanthomonas. 
ref |NR_029331.1| Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 
aceae; Xanthomonas. 
ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 
ref|NR_029242.1] Methylobacter 
1 sequence 192873 194334 
Methylococcales; 


Rheinheimera baltica 
baltica Bacteria; 


Methylobacterium 
obacterium aquaticum 
Methylobacterium. 

Thiocystis gelatinosa 
stis gelatinosa 
ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 
ref|NR_029197.1| Ruegeria 

nce 258782 260120 Ruegeria 
hodobacterales; Rhodobacteraceae; 


ref|NR_029126.1| Rhodoplanes roseus 
3 Rhodoplanes roseus Bacteria; 

ae; Rhodoplanes. 
ref|NR_029121.1 
quence 357208 
obacterales; Rho 


Loktanella 
358614 Loktanella 
dobacteraceae; 


, 


ref|NR_029107.1| Oceanicola batsensis 

0 Oceanicola batsensis Bacteria; 

aceae; Oceanicola. 

ref|NR_029099.1| Chitinimonas 

2 392023 Chitinimonas taiwanensis 
rkholderiaceae; Chitinimonas. 
ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 
aceae; Halomonas 


265678678 


ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Roseomonas. 


ref |NR_028983.1] Roseomonas 
560822 562307 Roseomonas 


243698 Bacteria_1 
strain BCH 16S ri 
G 
243698 Bacteria_1 


Proteobacteria; 


N7 16S ribosomal 


Gammaproteobacter 
243698 Bacteria_1 
entanii strain LT 
Proteob 
243698 Bacteria_1 
6S ribosomal RNA, partial sequence 702960 70436 
ammaproteobacteria; Chromatiales; Chro 
243698 Bacteria_16S 
6611 16S ribosoma 
Gammaproteobacter 
243698 Bacteria_16S 


Bacteria; 


strain ThSch 12 1 
Proteobacteria; 


halophila strain 
Bacteria; 
Proteobacteria; 


strain CFBP 4188 
Proteobacteria; 


strain GP1l1 16S ribosomal RNA, partial sequence 1012401 10138 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
243698 Bacteria_16S 1014269 1014175 1 93 gi| 265678368 


199/55 16S riboso: 
Gammaproteobacter 


243698 Bacteria_16S 


strain Ne 11 16S ribosomal RNA, partial sequence 1015393 10168 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
243698 Bacteria_16S 1017262 1017168 1 93 gi| 265678366 


L-3 16S ribosomal 


C91 16S ribosomal 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


243698 Bacteria_16S 


strain R-4079 16S 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
243698 Bacteria_16S 1311934 1311840 1 93 gi| 228721465 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xant 
Xanthomonas. 

243698 Bacteria_16S 1353313 1353219 1 93 gi| 228720330 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteri 
Gluconacetobacter. 

243698 Bacteria_16S 1369942 1369848 1 93 gi| 228718299 


strain HTCC2516 1 
Bacteria; Proteob 


bermudensis HTCC2 
HTCC2503 Bacteria 


243698 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


243698 Bacteria_16S 


G 


Proteob 
243698 Bacteria_16S 
strain M39 16S ri 
G 


G 
243698 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter. 
243698 Bacteria_16S 


732273 732179 1 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; 
733696 733602 1 93 


93 gi 
gi 


787850 787756 1 93 
bosomal RNA, partial sequence 


gi 


867137 867043 1 93 gi 


871674 871580 1 
in CFN-C 
eria; Pr 


93 gi 


1012773 1012679 1 93 gi 


mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1015765 1015671 1 93 


gi 


RNA, partial sequence 


1179304 11792101 
RNA, partial sequence 


93 gi 


1211108 12110141 93 gi 


cteria; Proteobacteria; 


1227615 12275211 93 
ribosomal RNA, partial sequence 


gi 


1390916 1390822 1 93 gi 


; Proteobacteria; Alphaproteobacteria; 


1428830 1428736 1 93 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; 


1444256 1444162 1 93 gi 


731878 733268 Thioc 
Thioc 


4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 


787469 78896 
ammaproteobacteria; Thiotrichales; Pis 
243698 Bacteria_16S 
16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; X 


a54 16S ribosomal RNA, partial 
oteobacteria; Alphaproteobacte 


1013897 1015342 Morax 
Mo 


1016889 1018335 Morax 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Mo 
243698 Bacteria_16S 
1178919 1180416 Nitro 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; N 
243698 Bacteria_16S 
rain Slthf2 16S ribosomal RNA, partial 
Gammaproteobac 


1227244 12287 


6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; Rhodobac 
243698 Bacteria_16S 
503 16S ribosomal RNA, partial sequenc 


Gammaproteobacte 


matiaceae; 
265678560 


apsa. 

265678559 
ce 73331 
ales; Chro 
265678520 


ciricketts 


raxella. 
265678367 


raxella. 
228717704 


itrosomona 
224581438 
sequence 
teria; Oce 


219878281 


terales; R 
228716336 
e 13905 
Parvularc 
224581439 
sequence 

ria; Xanth 


224581424 


5 Lamprocystis 
Lamprocystis. 
ref |NR_028864.1 
apsa rosea Bacte 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028824.1 
2 Methylophaga 


iaceae; Methylop 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 
ella 
ref|NR_028669.1 
Moraxella. 


NR_028668.1 
bovis Bacte 


ae; 
ref 
ella 


ref 
somo 


NR_027566.1 
nas eutropha 
daceae; Nitroso 
ref|NR_027220.1 

1210750 121215 
anospirillales; 
ref |NR_025420.1 
aceae; Cellvibri 
ref|NR_027606.1 

1311542 131304 
homonadales; Xan 


ref|NR_027591.1 
1352934 135441 
a; Rhodospirilla 


ref|NR_027572.1 


hodobacteraceae; 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


ref|NR_027205.1 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Thalassobacter. 


6S 597243 597149 1 93 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
bosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

6S 659526 659432 1 93 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 

ia; Pseudomonadales; Moraxellaceae; Moraxella. 

6S 667165 667071 1 93 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
H4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 

6S 703362 703268 1 93 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 


purpurea Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Methylophaga alcalica 


alcalica Bacteria; 


haga. 


265678467 |ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
anthomonadaceae; Xanthomonas. 
265678464|ref|NR_028767.1| Gluconacetobacter 
sequence 871314 872760 Gluconacetobacter 
ria; Rhodospirillales; Acetobacteraceae; 
265678369|ref|NR_028671.1| Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 


monas. 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


O°. 

Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Gluconacetobacter 
8 Gluconacetobacter 


les; Acetobacteraceae; 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Parvularcula 

arcula bermudensis 
culaceae; Parvularcula. 
Lysobacter 

1 Lysobacter 
homonadaceae; 


Thalassobacter 


1443876 144534 


0 Thalassobacter 


243698 Bacteria_16S 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


1581490 1581396 1 


1647066 1646972 1 


93 


93 


gi|219878490 


gi|219878444 


ref|NR_025629.1| Rhodovarius 


sequence 1581111 1582568 Rhodovarius 
Rhodovarius. 


ref|NR_025583.1] Stella vacuolata 


strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243698 Bacteria_16S 
strain R-13291 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Cellvibrio. 
243698 Bacteria_ 


strain KMM 1376 1 


243698 Bacteria_ 


halodurans strain 


Bacteria; 
243698 Bacteria_ 


LMG 19981 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
243698 Bacteria_16S 
haemolytica strain A50-7-3 16S ribosomal RNA, partial s 
haemolytica Bacteria; 


Thermomonas. 


243698 Bacteria_16S 
israelensis strain Bal 16S ribosomal RNA, partial seque 
Proteobacteria; Gammaproteobacteria; Oceanosp 
243698 Bacteria_16S 
schindleri strain 
schindleri Bacteria; Proteobacteria; Gammaproteobacteri 
243698 Bacteria_16S 
strain MCS 25 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
243698 Bacteria_16S 
roseopersicina strain DSM 229 16S ribosomal RNA, partia 


Bacteria; 


roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chr 
243698 Bacteria_16S 2107115 2107021 1 93 gi|219878115 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequen 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseu 
Alkanindiges. 

243698 Bacteria_16S 2126931 2126837 1 93 gi| 219857650 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chr 
Thioalkalispira. 

243698 Bacteria_16S 2184340 2184246 1 93 gi| 219857609 


taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; 
Pseudoxanthomonas. 
243698 Bacteria_16S 


strain YKJ-16 16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


243698 Bacteria_16S 2761437 2761343 1 93 gi|219857145 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 27624 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
243698 Bacteria_16S 2856963 2856869 1 93 gi| 219856886 
strain ATCC 33616 16S ribosomal RNA, partial sequence 28565 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
243698 Bacteria_16S 3003376 3003282 1 93 gi| 219846921 


europaeus strain 
Bacteria; 


intermedius strai 
Bacteria; 


243698 Bacteria_16S 


1653118 1653024 1 


1691231 1691137 1 


Proteobacteria; 


93 


93 


gi|219878439 


Acetobacteraceae; 


Stella. 


ref|NR_025578.1| Thermomonas brevis 


1652728 1654224 Thermomonas brevis Bacteria; 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
243698 Bacteria_16S 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial 
ostraviensis Bacteria; 


gi|219878413 


sequence 


Gammaproteobacteria; Pseudomonadales; 


Proteobacteria; Gammaproteobacteria; Chromati 


16S 1755408 1755314 1 93 


gi 


16S 1765951 1765857 1 93 gi 


34Alc 16S ribosomal RNA, partial sequ 


16S 1814489 1814395 1 93 


gi 


1849689 1849595 1 93 


gi 


Proteobacteria; Gammaproteobacter 


1863178 1863084 1 93 


gi 


1887846 1887752 1 93 gi 
LUH5832 16S ribosomal RNA, partial se 


2017223 2017129 1 93 


gi 


2061420 2061326 1 93 


Gi: 


Proteobacteria; 


2390731 2390637 1 93 
ribosomal RNA, partial sequence 


gi 


2624658 2624564 1 93 


gi 


Bacteria; Proteobacteria; 


3118059 3117965 1 
n TF2 16S ribosomal RNA, 


93 gi 


6S ribosomal RNA, partial sequence 1755010 17565 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


ence 17655 
ales; 


1814099 18155 
an 


equence 


ia; Xanthomonadales; 


nce 
irillales; 


quence 
a; Pseudomonadales; 
2016867 20182 
yphomonadaceae; 


1 sequence 


Gammaproteobacteria; 


2390343 23918 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
243698 Bacteria_16S 
strain RP5557 16S ribosomal RNA, partial 
Gammaproteobacteria; X 


DES11 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243698 Bacteria_16S 
complete sequence 31176 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


3161848 3161754 1 93 


gi 


219878369 


219878360 


219878326 


219878302 


219878292 
18627 


219878273 


219878184 


219878149 


Xantho: 
219857466 
Halomonad 


219857248 
sequenc 


30029 


219846843 


Halomonadaceae; 


Ectothiorhodospiraceae; 


thomonadaceae; 


Thermomonas. 

ref|NR_025552.1| Cellvibrio 
1690867 1692335 Cellvibrio 

Pseudomonadaceae; 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
Halomonas. 
ref|NR_025499.1| Alkalilimnicola 

52 1767023 Alkalilimnicola halodurans 
Alkalilimnicola. 
ref|NR_025465.1| Fulvimonas soli strain 
95 Fulvimonas soli Bacteria; 

Fulvimonas. 

ref|NR_025441.1] Thermomonas 

1849299 1850798 Thermomonas 
Xanthomonadaceae; 


ref|NR_025431.1] Chromohalobacter 
71 1864302 Chromohalobacter israelensis 
Halomonadaceae; Chromohalobacter. 
ref|NR_025412.1| Acinetobacter 

1887472 1888937 Acinetobacter 
Moraxellaceae; Acinetobacter. 
ref|NR_025323.1| Maricaulis parjimensis 
86 Maricaulis parjimensis Bacteria; 
Maricaulis. 
ref|NR_025288.1| Lamprocystis 

2061023 2062415 Lamprocystis 
omatiales; Chromatiaceae; Lamprocystis. 
ref|NR_025254.1| Alkanindiges 
ce 2106707 2108239 Alkanindiges 
domonadales; Moraxellaceae; 


ref|NR_025239.1| Thioalkalispira 
2126557 2127989 Thioalkalispira 
omatiales; Ectothiorhodospiraceae; 


ref|NR_025198.1| Pseudoxanthomonas 
2183928 2185466 Pseudoxanthomonas 
monadales; Xanthomonadaceae; 


ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas. 
ref|NR_024878.1| Rhodanobacter 

e 2624254 2625756 Rhodanobacter 
anthomonadales; Xanthomonadaceae; 


ref|NR_024773.1| Kozakia baliensis 
91 Kozakia baliensis Bacteria; 


raceae; Kozakia. 
ref|NR_024705.1| Pseudomonas cissicola 
57 2858059 Pseudomonas cissicola 


anthomonadaceae; Xanthomonas. 
ref|NR_026513.1] Gluconacetobacter 

97 3004478 Gluconacetobacter europaeus 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_026435.1| Gluconacetobacter 

80 3119160 Gluconacetobacter intermedius 
Acetobacteraceae; Gluconacetobacter. 


219846814 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Antarctobacter. 


ref|NR_026406.1] Antarctobacter 
3161511 3162910 Antarctobacter 


243698 Bacteria_16S 
strain CE2203 16S 
Proteobacteria; Gammaproteobacteria; 
243698 Bacteria_16S 


3172440 3172346 1 


3181528 3181434 1 


strain LMG 471 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
243698 Bacteria_16S 
strain LMG 8678 1 
Proteobacteria; Gammaproteobacteria; 
243698 Bacteria_16S 


3183080 3182986 1 


3184632 3184538 1 


strain LMG 947 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


243698 Bacteria_16S 3186184 3186090 1 


strain LMG 673 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
243698 Bacteria_16S 3187736 3187642 1 
vesicatoria strain LMG 9 
vesicatoria Bacteria; 
Xanthomonas. 
243698 Bacteria_16S 


Proteobacteria; 


3189288 3189194 1 


strain LMG 690 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


243698 Bacteria_16S 3190840 3190746 1 


strain LMG 733 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
243698 Bacteria_16S 


3192392 3192298 1 


strain LMG 847 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


243698 Bacteria_16S 3193942 3193848 1 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


Proteobacteria; Gammaproteobacteria; 


243698 Bacteria_16S 3195494 3195400 1 


strain LMG 736 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
243698 Bacteria_16S 
sibiricus strain 


3196998 3196904 1 


Sandaracinobacter. 
243698 Bacteria_16S 
strain LMG 5743 1 
Proteobacteria; 
243698 Bacteria_16S 
strain LMG 5047 1 
Proteobacteria; 
243698 Bacteria_16S 


3289034 3288940 1 


3290559 3290465 1 


3292111 3292017 1 


93 


ribosomal RNA, partial sequence 
Chromatiales; 


93 


93 


6S ribosomal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


93 


Xanthomonadales; 


93 


Xanthomonadales; 


93 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


93 


Xanthomonadales; 


93 


Xanthomonadales; 


93 


Xanthomonadales; 


93 


93 


Xanthomonadales; 


93 


RB16-17 16S ribosomal RNA, partial sequence 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 


93 


6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


93 


6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


93 


strain LMG 708 16S ribosomal RNA, partial sequence 


Proteobacteria; 


243698 Bacteria_16S 3293663 3293569 1 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


93 


strain LMG 538 16S ribosomal RNA, partial sequence 


Proteobacteria; 


243698 Bacteria_16S 3295213 3295119 1 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


albilineans Bacteria; 
Xanthomonas. 
243698 Bacteria_16S 


Proteobacteria; 


3299776 3299682 1 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 


sulfidovorans Bacteria; 
Methylophaga. 
243698 Bacteria_16S 


Proteobacteria; 


3311914 33118201 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


93 


93 


strain BN6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 
thalassica strain 


3382072 3381978 1 


Methylophaga. 


243698 Bacteria_16S 3385134 3385040 1 


marismortui strain ATCC 17056 16S ribosomal RNA, partial 
Gammaproteobacteria; 


marismortui Bacteria; 
Chromohalobacter. 
243698 Bacteria_16S 


Proteobacteria; 


3388119 3388025 1 


ATCC 33146 16S ribosomal RNA, 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; 


Gammaproteobacteria; Thio 

93 gi| 219846712 

3311548 33129 
Sphingomonadales; Sphingomon 
93 gi| 219846661 
complete sequence 

Thiotri 

93 gi|219846659 
sequence 


93 


gi| 219846806 


3172065 31735 


Chromatiaceae; 
gi| 219846800 


3181138 31826 
Xanthomonadales; 


gi|219846799 


gi|219846798 
3184240 31857 


gi|219846797 
3185792 31872 


gi|219846796 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 
219846 


gi 792 


gi|219846791 
3195102 31966 


gi|219846790 


gi|219846728 


gi|219846727 


gi|219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


gi|219846724 
Xantho: 


gi| 219846721 


Oceano 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadales; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


ref|NR_026398.1 


ref|NR_026392.1 
ref |NR_026391.1 
ref 


NR_026390.1 


ref |NR_026389.1 


ref|NR_026388.1 
3187344 318884 


ref|NR_026387.1 


ref|NR_026386.1 


ref|NR_026385.1 


ref|NR_026384.1 


ref |NR_026383.1 


ref|NR_026382.1 


196654 319807 


Ww 


ref|NR_026320.1 


ref|NR_026319.1 
aceae; Xanthomon 
ref|NR_026318.1 


aceae; Xanthomon 
ref|NR_026317.1 


aceae; Xanthomon 


9632 


monadales; Xanth 


ref |NR_026313.1 

3299393 330087 
trichales; Pisci 
ref |NR_026304.1 
adaceae; Sphingo 
ref |NR_026253.1 


3381669 338315 
chales; Pisciric 


ref |NR_026251.1 
3384746 338616 
spirillales; Hal 


gi| 219846653 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Sandaracinobacter 
0 Sandaracinobacter 


Sphingomonadales; Sphingomonadaceae; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
Xanthomonas. 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Methylophaga 
9 Methylophaga 


rickettsiaceae; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Methylophaga 
7 Methylophaga 
kettsiaceae; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


ref |NR_026245.1 


Rhabdochromatium 


marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 


243698 Bacteria_ 


haemolyticus stra 
haemolyticus Bact 


Acinetobacter. 


243698 Bacteria_1 
hansenii strain N 
hansenii Bacteria 
Gluconacetobacter. 
243698 Bacteria_1 
liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 
243698 Bacteria_1 


strain DSM 50071 
Bacteria; 


Bacteria; 


strain PW2 16S ri 


Proteob 
243698 Bacteria _1 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methyloc 
243698 Bacteria_1 
strain Karp 16S r 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
243698 Bacteria_16S 


16S 3441711 3441617 1 93 
in DSM 6962 16S ribosomal RNA, 
eria; Proteobacteria; 


gi 


6S 3553033 3552939 1 93 gi 


; Proteobacteria; Alphaproteobacteria; 


6S 3554564 3554470 1 93 gi 


6S 3628788 3628694 1 
16S ribosomal RNA, 


93 gi 
complete sequence 
6S 3692801 3692707 1 


93 gi 


6S 3934623 3934529 1 93 
ibosomal RNA, partial sequence 


gi 


3944806 3944712 1 93 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


243698 Bacteria_16S 


strain 101 16S ri 


3949189 3949095 1 93 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


243698 Bacteria_16S 
strain SS20 16S r 
G 
243698 Bacteria_16S 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


Proteobacteria; 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


243698 Bacteria_16S 


strain USDA 9030 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
243698 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


strain NA 1 16S r 
Proteobacteria; B 


243698 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


243698 Bacteria_16S 
ain ALJD 16S ribosomal RNA, partial se 
Gammaproteobact 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


243698 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


strain 7-1 16S ri 
Proteobacteria; B 


243698 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


243698 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


243698 Bacteria_16S 


saccharophila str 
saccharophila Bac 


243698 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


243698 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 


4055324 4055230 1 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1407390 1407296 1 93 gi 


gi 


1503061 1502966 1 93 gi 


4084236 4084142 1 93 gi 
F31 16S ribosomal RNA, partial sequenc 


680814 680731 12 93 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
682219 682136 12 93 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
901950 901856 1 93 gi 


gi 


teria; Proteobacteria; 


949926 949843 12 93 
bosomal RNA, partial sequence 


gi 


1037180 1037097 12 93 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1480532 1480449 12 93 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


gi 


1507561 1507478 12 93 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


2849143 2849060 12 93 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2861558 2861475 12 93 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2934916 2934837 1 79 gi 


complet 
Gammaproteobacte 


CIB 8746 16S ribosomal RNA, partial se 


in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


acteria; Gammaproteobacteria; Pseudomo 


3934247 39357 


3944448 39458 


3948831 39502 


4054980 40563 


16S ribosomal RNA, partial sequence 1502684 15041 


acteria; Betaproteobacteria; Methyloph 
243698 Bacteria_16S 
680477 68183 


949535 95104 
etaproteobacteria; Burkholderiales; Co: 
243698 Bacteria_16S 
1036784 10382 


219846615 
e 
ria; 
219846541 
quence 
Rhodospir 


219846540 
1 sequence 
ria; Rhodo 


219846486 
36283 
nadales; P 
219846442 
36924 
occales; 
219846270 


kettsiacea 
219846262 


Acetobacte 
219846259 


Acetobacte 
219846183 


Halomonad 
219846657 
artial seq 
acteria; S 


219846475 


biaceae; R 
219846163 
e 40838 
ilales; Me 
265678595 


eriaceae; 
265678594 
68188 
eriaceae; 
265678443 
quence 
eria; Chro 
265678412 


mamonadace 
265678353 


mamonadace 
219878371 
quence 
bacteria; 


219846303 
mplete seq 
proteobact 


219856891 
sequence 
ia; Burkh 
19856883 
sequence 


ee 
2 
1 
a; Burkhol 


sequence 
Pseud 


M 


ref|NR_026207.1 
3441331 344279 
omonadales; Mor 


ref |NR_026133.1 
3552654 355413 
illales; Acetoba 


ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_025860.1 
ickettsieae; 
NR_025852.1 


e; R 
ref 


race 
ref 


ae; Acidocel 
NR_025849.1 


race 
ref 


ae; Acidocel 
NR_025773.1 


acea 
ref 

uenc 
phin 


e; Halomona 
NR_026249.1 
e 140703 


gomonadales; 


ref|NR_026067.1 
hizobium/Agrobac 
ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_028900.1 


Neisseria. 
ref|NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 


ref|NR_028714.1 


Acidovorax. 
NR_028655.1 


ae; 
ref 


Curvibacter. 
NR_025510.1 
1480151 148165 


Burkholderiales; 


ae; 


ref 
uenc 
eria 


NR_025893.1 
e 150715 
; Neisserial 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref |NR_024702.1 

2861171 286267 
deriales; Comamo 


219856833 


a 


Acinetobacter 
0 Acinetobacter 
xellaceae; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Halomonas koreensis 


78 Halomonas koreensis Bacteria; 
Ss. 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Thioalkalivibrio 
Thioalkalivibrio 


iorhodospiraceae; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 


ref |NR_024652.1 
293453 


Oceanospirillum 
1 2935988 Oceanospirillum 


multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 


243698 Bacteria_16S 3269266 3269183 12 93 gi| 219846741 


ref |NR_026333.1| Leptothrix mobilis 


strain Feox-1 16S ribosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
243698 Bacteria_16S 3627187 3627104 12 93 gi|219846487 


ref|NR_026079.1| Neisseria gonorrhoeae 


strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


243698 Bacteria_16S 3874972 3874889 12 93 gi| 219846312 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
243698 Bacteria_16S 3961199 3961116 12 93 gi| 219846251 
strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 39622 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 
243698 Bacteria_16S 36732 36638 1 93 gi| 265679039 


ref|NR_025902.1| Neisseria weaveri 
01 Neisseria weaveri Bacteria; 
Neisseria. 
ref|NR_025841.1| Rubrivivax gelatinosus 
78 Rubrivivax gelatinosus Bacteria; 


ref |NR_029347.1| Sulfitobacter 


guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 
243698 Bacteria_16S 38135 38041 1 93 gi| 265679038 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 


ref|NR_029346.1| Sulfitobacter brevis 
39128 Sulfitobacter brevis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 


243698 Bacteria_16S 44199 44105 1 93 gi| 265679034 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 


ref|NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 


243698 Bacteria_16S 78905 78811 1 93 gi| 265679011 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 

anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Ps 
Pseudomonas. 
243698 Bacteria_16S 81887 81793 1 93 gi| 265679009 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 


ref |NR_029319.1] Pseudomonas 
78587 79994 Pseudomonas 
eudomonadales; Pseudomonadaceae; 


ref|NR_029317.1| Pseudoalteromonas 
83011 Pseudoalteromonas antarctica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
243698 Bacteria_16S 127779 127685 1 93 gi| 265678977 
espejiana strain 261 16S ribosomal RNA, partial sequence 12740 


ref|NR_029285.1| Pseudoalteromonas 
9 128819 Pseudoalteromonas espejiana 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


243698 Bacteria_16S 156692 156598 1 93 gi| 265678958 
strain KB740 16S ribosomal RNA, partial sequence 156293 15781 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
243698 Bacteria_16S 179460 179366 1 93 gi| 265678943 


thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequenc 


ref|NR_029266.1| Azoarcus evansii 
8 Azoarcus evansii Bacteria; 

; Azoarcus. 
ref|NR_029251.1] Methylococcus 
e 179074 180523 Methylococcus 


thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


Methylococcus. 
243698 Bacteria_16S 194786 194692 1 93 gi| 265678933 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 19438 


ref|NR_029241.1] Methylococcus 
5 195842 Methylococcus capsulatus 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 


243698 Bacteria_16S 214949 214855 1 93 gi| 265678919 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 21600 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
243698 Bacteria_16S 234601 234507 1 93 gi| 265678905 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 23583 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
243698 Bacteria_16S 256084 255990 1 93 gi| 265678891 


xenovorans strain LB400 16S ribosomal RNA, partial sequence 25570 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
243698 Bacteria_16S 315174 315080 1 93 gi| 265678850 
strain 2678 16S ribosomal RNA, partial sequence 314818 31623 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
group. 
243698 Bacteria_16S 316638 316544 1 93 gi| 265678849 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 31628 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 
243698 Bacteria_16S 366539 366445 1 93 gi| 265678810 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 

fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alt 
Idiomarina. 
243698 Bacteria_16S 369560 369466 1 93 gi| 265678808 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 

anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Ocea 
Halomonas. 


ref|NR_029227.1| Halomonas elongata 
2 Halomonas elongata Bacteria; 


ref|NR_029213.1| Burkholderia graminis 
4 Burkholderia graminis Bacteria; 
ceae; Burkholderia. 

ref|NR_029199.1| Burkholderia 

3 257168 Burkholderia xenovorans 
rkholderiaceae; Burkholderia. 
ref|NR_029155.1| Rickettsia canadensis 
1 Rickettsia canadensis Bacteria; 

e; Rickettsieae; Rickettsia; typhus 


ref|NR_029154.1| Rickettsia akari 
2 317695 Rickettsia akari Bacteria; 
e; Rickettsieae; Rickettsia; spotted 


ref|NR_029115.1| Idiomarina 
366150 367594 Idiomarina 
eromonadales; Idiomarinaceae; 


ref|NR_029113.1| Halomonas 
369170 370614 Halomonas 
nospirillales; Halomonadaceae; 


243698 Bacteria_16S 381674 381580 1 93 gi| 265678800 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rh 
Parvibaculum. 


ref|NR_029105.1| Parvibaculum 
381306 382756 Parvibaculum 
izobiales; Phyllobacteriaceae; 


243698 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


243698 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


243698 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


243698 Bacteria_16S 


strain 5424 16S r 
Proteobacteria; A 


243698 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


243698 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


243698 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


243698 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


243698 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


243698 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


243698 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


243698 Bacteria_16S 


384745 384651 1 93 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
418666 418572 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
431043 430949 1 93 gi 
in MDA5605 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


gi 


448034 447940 1 93 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
457301 457207 1 93 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
458753 458659 1 93 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


467778 467684 1 93 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
470850 470756 1 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
503242 503148 1 93 gi 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


gi 


515256 515162 1 93 gi 
m strain DSM 15388 16S ribosomal RNA, 

m Bacteria; Proteobacteria; Gammaprote 
547340 547246 1 93 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


555043 554949 1 93 gi 


265678798 


384340 38587 


seudomonad 
265678775 


418286 41972 


Halomonad 
265678767 
sequence 

ria; Rhodo 


265678756 


447654 44913 


Acetobacte 
265678746 


16S ribosomal RNA, partial sequence 456977 45835 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678739 


467397 46889 


rkholderia 
265678737 


470446 47199 


seudomonad 
265678716 
sequence 

eria; Rhod 


265678708 
partial se 
obacteria; 
265678687 
ial sequen 
cteria; Al 


265678682 


strain P 513/19 16S ribosomal RNA, partial sequence 554659 55615 


Proteobacteria; G 


243698 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
556585 556491 1 93 gi 


seudomonad 
265678681 


strain P 527/13 16S ribosomal RNA, partial sequence 556201 55769 


Proteobacteria; G 


243698 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


243698 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 
Saccharospirillum 


243698 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


243698 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


243698 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


243698 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


243698 Bacteria_16S 


strain MDA5527 16 
Proteobacteria; A 


243698 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


243698 Bacteria_16S 


strain Uedal07 16 


ammaproteobacteria; Pseudomonadales; P 
558129 558035 1 93 gi 


ammaproteobacteria; Pseudomonadales; P 
604785 604691 1 93 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
638366 638272 1 93 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
639930 639836 1 93 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
671699 671605 1 93 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


738355 738261 1 93 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
741424 741330 1 93 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
763227 763133 1 93 gi 
ribosomal RNA, partial sequence 


770882 770788 1 93 
S ribosomal RNA, partial sequence 


gi 


seudomonad 
265678680 


6S ribosomal RNA, partial sequence 557743 55923 


seudomonad 
265678648 
ence 60442 
irillales; 


265678625 
ence 63798 
nadales; X 
265678624 


639529 64105 


seudomonad 
265678601 
ial sequen 
obacteria; 


265678555 
ence 73794 
riales; Ox 
265678553 


741046 74252 


Acetobacte 
265678537 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


ref|NR_029103.1| Pseudomonas lutea 

0 Pseudomonas lutea Bacteria; 

aceae; Pseudomonas. 

ref|NR_029080.1| Halomonas boliviensis 

6 Halomonas boliviensis Bacteria; 

aceae; Halomonas. 

ref|NR_029072.1| Roseomonas gilardii 
430661 432145 Roseomonas gilardii 

spirillales; Acetobacteraceae; 

ref|NR_029061.1| Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 
ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref|NR_029050.1] Pseudomonas 

458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_029044.1| Burkholderia terricola 
3 Burkholderia terricola Bacteria; 
ceae; Burkholderia. 
ref|NR_029042.1] Pseudomonas 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_029021.1] Loktanella 
502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 


lini 


Reinekea 
516365 Reinekea 


ref 
quen 


NR_029013.1 
ce 514864 
Reinekea. 
ref |NR_028992.1 
ce 546976 548458 
teromonadales; P 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028986.1| Pseudomonas 
2 Pseudomonas poae Bacteria; 
aceae; Pseudomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 

ref |NR_028953.1| Saccharospirillum 

0 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 


poae 


ref |NR_028930.1 
2 639478 Stenot 


Stenotrophomonas 
rophomonas rhizophila 
anthomonadaceae; Stenotrophomonas. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028906.1] Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 


’ 


ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; Herbaspirillum. 
ref|NR_028857.1| Roseomonas mucosa 

7 Roseomonas mucosa Bacteria; 

raceae; Roseomonas. 

ref|NR_028841.1| Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 


Herbaspirillum 
pirillum lusitanum 


265678532 


ref |NR_028836.1| Cellvibrio japonicus 


770475 771983 Cellvibrio japonicus Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


243698 Bacteria_ 


mediterranea stra 
mediterranea Bact 


Pseudomonas. 
243698 Bacteria_ 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
Proteob 


Bacteria; 
243698 Bacteria_ 
strain IMT37 16S 
Proteobacteria; 

243698 Bacteria_ 
strain LMG 18106 
Proteobacteria; 


243698 Bacteria_16S 


strain LMG 16407 
Proteobacteria; 


243698 Bacteria_16S 


sibiricum strain 
Bacteria; 


243698 Bacteria_16S 


strain DSS-3 16S 


243698 Bacteria_16S 


elyakovii strain 


elyakovii Bacteri 
Pseudoalteromonas. 
243698 Bacteria_16S 
strain PHL 16S ri 
B 


Proteobacteria; 


243698 Bacteria_16S 
strain CIP 104663 
G 
243698 Bacteria_16S 
strain 4A 16S rib 
G 
243698 Bacteria_16S 
strain Y 16S ribo 


Proteobacteria; 


Proteobacteria; 


Alphaproteobacter 
243698 Bacteria_16S 
psychrophila stra 


Bacteria; 


fever group. 


243698 Bacteria_16S 
shabanensis strai 
shabanensis Bacte 


Salinisphaera. 


243698 Bacteria_16S 
thermotolerans st 
thermotolerans Ba 


Pseudomonas. 


243698 Bacteria_16S 
lucentensis strai 


Bacteria; 


Bacteria; 


strain Esulfidel 
Proteobacteria; 


G 


B 


B 


Proteob 


Proteob 
243698 Bacteria_16S 
strain R 16S ribo 
Proteobacteria; Alphapro 


Proteob 
243698 Bacteria_16S 
DSM 16069 16S rib 
Proteob 
243698 Bacteria_16S 


G 


16S 784818 784724 1 93 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
16S 813971 813877 1 93 gi 
acteria; Gammaproteobacteria; Thiotric 
16S 821445 821351 1 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 894169 894075 1 93 


gi 


gi 


16S ribosomal RNA, partial sequence 893783 89526 


265678522 |ref|NR_028826.1| Pseudomonas 

1 sequence 784432 785869 Pseudomonas 

ria; Pseudomonadales; Pseudomonadaceae; 

265678503|ref|NR_028806.1| Thioalkalimicrobium 

e 813559 815058 Thioalkalimicrobium cyclicum 

hales; Piscirickettsiaceae; Thioalkalimicrobium. 

265678498 |ref|NR_028801.1| Pseudomonas indica 
821061 822569 Pseudomonas indica Bacteria; 

seudomonadaceae; Pseudomonas. 

265678448|ref|NR_028750.1| Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

895704 895610 1 93 gi| 265678447 |ref|NR_028749.1| Pandoraea apista 
16S ribosomal RNA, partial sequence 895318 896802 Pandoraea apista Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

900418 900324 1 93 gi| 265678444 |ref|NR_028746.1| Thioalkalimicrobium 
AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 

929756 929662 1 93 gi|265678425|ref|NR_028727.1| Ruegeria pomeroyi 
ribosomal RNA, partial sequence 929371 930833 Ruegeria pomeroyi Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 

937481 937387 1 93 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

948376 948282 1 93 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
bosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

960728 960634 1 93 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 

16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

966939 966845 1 93 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
osomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1083862 1083768 1 93 gi|265678320|ref|NR_028622.1| Sphingobium amiense 
somal RNA, partial sequence 1083512 1084952 Sphingobium amiense Bacteria; Proteobacteria; 
ia; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

1088512 1088418 1 93 gi|265678317|ref|NR_028619.1| Pseudomonas 
in E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

1129340 1129246 1 93 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
somal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 

teobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

1139951 1139857 1 93 gi|253680763|ref|NR_028011.1| Salinisphaera 
n E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
ria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 

1144512 1144418 1 93 gi|253680760|ref|NR_028008.1| Pseudomonas 
rain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
cteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

1150495 1150401 1 93 gi|253680756|ref|NR_028004.1| Thalassospira 
n QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
acteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 

1174797 1174703 1 93 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
osomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
acteria; Gammaproteobacteria; Kangiella. 

1215558 1215464 1 93 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1266834 1266740 1 93 gi|219846423|ref|NR_026014.1| Massilia timonae 


243698 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; 


Bacteria; 


B 
243698 Bacteria_16S 
sarecensis strain 
Proteob 
243698 Bacteria_16S 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


1266430 12679 


23 Massilia timonae Bacteria; 


etaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 
1275744 1275650 1 93 gi|219846179|ref|NR_025769.1| Chromohalobacter 
LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
acteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
1292299 1292205 1 93 gi|228716433|ref|NR_027551.1| Marinobacter 


1291904 1293412 Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


243698 Bacteria_16S 


Och 149 16S ribos 
Proteobacteria; A 


243698 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


243698 Bacteria_16S 


HEL-45 16S riboso 
Proteobacteria; A 


243698 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


243698 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


243698 Bacteria_16S 


strain S-3 16S ri 
Proteobacteria; A 


243698 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


243698 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


243698 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


243698 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


243698 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


243698 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


243698 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


243698 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


243698 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


243698 Bacteria_16S 


LMG 2096 
G 


strain 
Proteobacteria; 


243698 Bacteria_16S 


strain vc 5 16S r 
Proteobacteria; A 


243698 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


243698 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; G 


243698 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


1351871 1351777 1 
omal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1359309 1359215 1 93 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

1379049 1378955 1 
mal RNA, partial sequence 


93 gi 


93 gi 
lphaproteobacteria; Rhodobacterales; R 
1381972 1381878 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1388050 1387956 1 93 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1413451 1413357 1 93 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1414936 1414842 1 93 gi 


ammaproteobacteria; Pseudomonadales; P 
1442723 1442629 1 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
1578499 1578405 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1640912 1640818 1 93 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


1642474 1642380 1 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644035 1643941 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1694354 1694260 1 93 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
1695898 1695804 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1753849 1753755 1 93 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
1783975 1783881 1 93 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1845104 1845010 1 93 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
1864760 1864666 1 93 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


1872400 1872306 1 93 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1927098 1927004 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 


gi 
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denitrificans str 
denitrificans Bac 
Thiobacillus. 


1963633 1963539 1 93 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 
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2003548 2003454 1 93 


228720499 


1351515 1352883 Roseo 


hodobacter 
228720024 

quence 

bacteria; 


228717469 


1378686 1380064 Ocean 


hodobacter 
228717104 


1381574 13830 


diomarinac 
228716720 


1387667 13891 
rkholderia 


224581449 


1413085 14145 


Sphingomon 
224581448 


6S ribosomal RNA, partial sequence 1414552 14160 
seudomonad. 


224581426 

14423 
llales; Pa 
219846381 


1578118 15795 
udomonad 


se 
219878449 

equence 

ria; 


219878448 


1642082 16435 
udomonad 


se 
219878447 


1643643 16451 
udomonad 


se 
219878411 


16S ribosomal RNA, partial sequence 1693968 16954 
udomonad 


se 
219878410 


1695512 16970 
udomonad 


se 
219878370 
equence 

ia; Altero 


’ 


219878347 

17835 
H 

219878305 


1844748 18461 
homonada 


YP 
219878291 
sequence 
a; Oceanos 


219878286 


1872026 18734 


oraxellace 
219878243 


1926697 19282 


anthomonad 
219878219 
ial sequen 
ria; Hydro 


219878193 


gi 


Pseud 


alomonad 


ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobact 
ref|NR_027587.1 

1358923 136041 
Burkholderiales; 
ref 
ibul 
acea 
ref 


NR_027563.1 
bus indolife 
e; Oceanibul 
NR_027560.1 


eae; Idiomarina. 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 
ref |NR_027233.1 
adac 
ref 


eae; Sphingo 
NR_027230.1 


aceae; Pseudomon 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; 
ref|NR_025972.1 


aceae; Pseudomon 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 


acea 
ref 


e; Pseudomon 
NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


aceae; Pseudomon 
ref|NR_025509.1 

1753455 175495 
monadales; Pseud 


ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomona 
ref|NR_025444.1 
ceae; Maricauli 
ref |NR_025430.1 
1864353 186588 
pirillales; Halo 


ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref |NR_025382.1 


aceae; Ignatzsch 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref 


NR_025332.1 


Ss. 


Roseobacter litoralis 
Och 149 Bacteria; 
er. 

Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 

Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 

Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Halomonas muralis 
nas muralis Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
s. 


Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Acinetobacter parvus 
parvus Bacteria; 
rs, 

Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Thiobacillus 

6 Thiobacillus 

drogenophilaceae; 


Budvicia aquatica 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 


243698 Bacteria_16S 
strain MCS 18 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
243698 Bacteria_16S 
washingtonensis strain MCS06 16S ribosomal RNA, partial 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Maricaulis. 


243698 Bacteria_16S 


2018695 2018601 1 


2020167 2020073 1 


2067441 2067347 1 


93 


93 


93 


strain 58Eu 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 
243698 Bacteria_16S 


2068973 2068879 1 


93 


strain 47Lol 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 
243698 Bacteria_16S 
rain SGM-6 16S ribosomal RNA, partial 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


243698 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


243698 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; 


strain H-8 16S ri 
strain NCIMB 8633 
Proteobacteria; G 
extremorientalis 


extremorientalis 
Pseudomonas. 


243698 Bacteria_16S 
n CFBP 5705 16S ribosomal RNA, partial 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


243698 Bacteria_16S 


ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 


243698 Bacteria_16S 
ain KMM 3549 16S ribosomal RNA, partial 


issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 


243698 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


Bacteria; Proteob 
acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 
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strain CFML 97-39 
Proteobacteria; G 


strain CFML 97-51 
Bacteria; Proteob 


caledonica strain 
caledonica Bacter 


2093449 2093355 1 
cteria; Proteobacteria; 
2143448 21433541 

2144953 2144859 1 

n Ps 3- 
ria; Proteobacteria; 
2146458 2146364 1 


2154003 2153909 1 
bosomal 


2172301 2172207 1 


2219184 2219090 1 
Bacteria; 
2234340 2234246 1 
ria; Proteobacteria; 


2271178 2271084 1 


Proteobacteria; 


93 


Gammaproteobacteria; 


93 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
243698 Bacteria_16S 


93 


93 


ribosomal RNA, partial sequence 
Gammaproteobacteria; 
243698 Bacteria_16S 


93 


RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243698 Bacteria_16S 


93 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
243698 Bacteria_16S 


93 


93 


Gammaproteobacteria; 


93 


gi|219878183 
2018337 20 


219878182 
sequence 


gi 


gi|219878145 
2067059 20 


gi|219878144 
2068593 20 


219878126 
sequence 


gi 


gi| 219857639 


2143068 21445 
Pseudomonadales; 


gi| 219857638 


10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219857637 


2146078 21475 
Pseudomonadales; 


gi| 219857632 


2153652 21550 
Acetobacteraceae; 


219857620 
21719 


gi 


gi|219857586 


strain KMM 3447 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219857576 
sequence 


gi 


gi|219857552 


KMM300 16S ribosomal RNA, partial sequence 22707 


2272650 2272556 1 


teria; Proteobacteria; 


2283383 2283289 1 


2317995 23179011 


2319587 2319493 1 


cteria; Proteobacteria; 


2321140 2321046 1 


2322692 2322598 1 


2386156 2386062 1 


2412091 2411997 1 


acteria; Gammaproteobacteria; Alteromonadales; 


93 


93 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococcaceae; 
243698 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 231 
acteria; Gammaproteobacteria; Xanthomonadales; 
243698 Bacteria_16S 
rain AMX 19 16S ribosomal RNA, partial 


93 


93 


Gammaproteobacteria; 


93 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
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93 


4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 
243698 Bacteria_16S 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria; 
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93 


93 


gi|219857551 


gi] 219857544 
2282981 22844 


219857517 
75 


gi 


219857516 
sequence 


gi 


219857515 
23207 


gi 


219857514 
23223 


gi 


219857469 
sequence 


gi 


gi] 219857452 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


Methylosarcina. 


197 


Rhodobacterales; 


685 
Rhodocyclaceae; 


700 
Rhodocyclaceae; 


Xanthomonadales; 


Pseudomonadaceae; 


Pseudomonadales; 


Pseudomonadaceae; 


Pseudomonadales; 


Pseudomonadales; 


sequence 
Gammaproteobacteria; Alteromonadales; 


Xanthomonadaceae; 


Xanthomonadales; 


Burkholderiales; 


ref|NR_025322.1 


ref |NR_025321.1 
2019809 202123 


ref|NR_025284.1 
Thauera. 
ref|NR_025283.1 
Thauera. 
ref|NR_025265.1 

2093069 209454 


ref 


NR_025228.1 


ref 
2 


NR_025227.1 
144573 214602 


ref |NR_025226.1 


ref|NR_025221.1 
Rubritep 
ref|NR_025209.1 
00 2173400 Cellvi 
Cellvibri 
NR_025174.1 

221879 


ref 


ref |NR_025164.1 
2233956 223544 


ref|NR_025140.1 
90 2272278 Pseudo 


ref|NR_025139.1 
2272329 227377 
Pse 


ref|NR_025132.1 
79 Methylobacter 
Methyloba 
ref|NR_025105.1 
82 2319121 Pseudo 


1 
Xa 
ref 


NR_025103.1 


Pseudomon 
NR_025102.1 


ref 


ref|NR_025057.1 

2385781 238725 
Burkhol 
ref|NR_025040.1 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
Maricaulis. 


Maricaulis 
0 Maricaulis 


Hyphomonadaceae; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Thermomonas 
6 Thermomonas 


Xanthomonadaceae; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomonas. 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
Pseudomonas. 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
O°. 

Pseudomonas 

2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Pseudoalteromonas 
alteromonas ruthenica 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Methylobacter marinus 
marinus Bacteria; 
cter. 
Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Pseudomonas brenneri 


64 2322265 Pseudomonas brenneri Bacteria; 


as. 
Pseudomonas grimontii 


16 2323816 Pseudomonas grimontii 
Pseudomonadaceae; 


Pseudomonas. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 


2411699 241321 


Methylosarcina 
0 Methylosarcina 
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strain AML-C10 16 
Proteobacteria; G 
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ARh1 16S ribosomal RNA, partial sequen 


paradoxus strain 
Bacteria; Proteob 
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aerophilum strain 
Bacteria; Proteob 


243698 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


243698 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


243698 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


243698 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 
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brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


243698 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 
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strain CIP 105469 
Bacteria; Proteob 
243698 Bact 
strain CIP 105470 
Proteobacteria; G 
243698 Bact 
strain CIP 105259 
Proteobacteria; G 
243698 Bact 
strain CIP 105274 
Proteobacteria; G 
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strain CFML 96-19 
Proteobacteria; G 


243698 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


243698 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


243698 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


243698 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


243698 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


243698 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 
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naphthovorans str 
naphthovorans Bac 


243698 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


eria_16 


eria_16 


eria_16 


2413657 2413563 1 93 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2440956 2440862 1 93 gi 


gi 


acteria; Gammaproteobacteria; Chromati 
2468333 2468239 1 93 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2498213 2498119 1 93 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2499752 2499658 1 93 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2505875 2505781 1 93 


Rhod 
gi 


Rhod 
gi 


ammaproteobacteria; Chromatiales; Ecto 
2521066 2520972 1 93 gi 
rain SBK26 16S ribosomal RNA, partial 

cteria; Proteobacteria; Gammaproteobac 


2522546 2522452 1 93 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2528617 2528523 1 93 gi 
ammaproteobacteria; Pseudomonadales; P 
2555371 2555277 1 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
s 2556937 2556843 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2561563 2561469 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
s 2570696 2570602 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2579817 2579723 1 93 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581383 2581289 1 93 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2582953 2582859 1 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584522 2584428 1 93 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2586102 2586008 1 93 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2595360 2595266 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2596926 2596832 1 93 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2607702 2607608 1 93 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2649110 2649016 1 93 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
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6a3 16S ribosomal 


et. 


ce 
al 


ce 


ha 


Oc 


Oc 


th 


se 
te 


se 
te 


se 


na 


se 


se 


se 


se 


na 


na 


na 


qu 


ob 


se 


na 


ia 


er 


Oc 


219857451 
2413261 24147 
219857426 
219857404 
219857384 
2497830 24993 


219857382 
2499368 25008 


219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


219857363 


219857362 


219857358 


16S ribosomal RNA, partial sequence 2528225 25296 


219857340 


219857339 


219857336 


219857287 


219857281 


219857280 


219857279 


219857278 


219857277 


219857271 


219857270 


219857263 


219857225 
2648722 26501 


ref|NR_025039.1 


hylococcaceae; Methylosa 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024972.1 


24405 
es; Ecto 
24679 
les; Pis 


racial 
ref 


yclaceae auera. 


NR_024970.1 
; Az 
ref 


yclaceae oarcus. 


NR_024961.1 
iorhodospiraceae; Alkali 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


quence 
ria; Pse 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


quence 
ria; Pse 


ref|NR_024946.1 


udomonadaceae; Pseudomon 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024908.1 

2585691 258722 
Oceanospirillal 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024853.1 


25549 
dales; P 


25565 
udomonad 


25611 
udomonad 


25702 
udomonad 


25794 
udomonad 


25809 
dales; P 


25825 
dales; P 


25841 
dales; P 


ence 
acteria; 


25949 
udomonad 


25965 
dales; P 


1 sequen 
ia; Ocea 


yclaceae; Azonexus. 


2650614 2650520 1 93 gi 
RNA, partial sequence 


219857224 
2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 


ref 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 

Thioalkalivibrio 
kalivibrio paradoxus 

ae; Thioalkalivibrio. 
Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Thauera chlorobenzoica 


, 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 

Pseudomonas. 

Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 

Pseudomonas. 

Neptunomonas 
7 Neptunomonas 
eptunomonas. 

Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


NR_024852.1 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 


Azospira oryzae strain 


243698 Bacteria_16S 


strain AAO8 16S r 


2709074 2708980 1 93 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


243698 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


243698 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


243698 Bacteria_16S 


strain 71 16S rib 


2809678 2809584 1 93 gi 
ia; Rhodospirillales; Acetobacteraceae 
2815644 2815550 1 93 gi 
n AL15-21 16S ribosomal RNA, partial s 


ria; Proteobacteria; Gammaproteobacter 


2824724 2824630 1 
osomal RNA, partial sequence 


93 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
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hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 
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strain ATCC 19374 
Bacteria; Proteob 


243698 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


243698 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


243698 Bacteria_16S 


stanieri strain A’ 
stanieri Bacteria 
Marinobacterium. 
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plecoglossicida s 
plecoglossicida B 
Pseudomonas. 
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japonensis strain 
Bacteria; Proteob 


243698 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 
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citronellolis str 
citronellolis Bac 
Pseudomonas. 


243698 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


243698 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


243698 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


243698 Bacteria_16S 


mechernichensis s 
mechernichensis B 


243698 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 
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strain 4-87 16S r 
Proteobacteria; G 


243698 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


243698 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


243698 Bacteria_16S 


2850715 2850621 1 93 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2852284 2852190 1 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2853819 2853725 1 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858502 2858408 1 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2866188 2866094 1 93 gi 
TCC 27130 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


, 


2919915 2919821 1 93 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2923007 2922913 1 93 gi 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2971245 29711511 93 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


2972760 2972666 1 93 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


2974322 2974228 1 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3053385 3053291 1 93 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3054927 3054833 1 93 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


gi 


3061020 3060926 1 93 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3062540 3062446 1 93 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


3072868 3072774 1 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3143521 3143427 1 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3177035 3176941 1 93 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 


219857182 


2708714 27101 


Acetobacte 
219857110 


2809318 2810728 Asaia 


; Asaia. 
219856913 
equence 
ia; Pseudo: 


’ 


219856907 


2824364 28257 


Acetobacte 
219856890 
1 sequence 
ia; Pseudo 
219856889 
28518 
nadales; X 
219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856880 
equence 

Alteromon 


219856843 
1 sequence 
cteria; Ps 


219856841 
nce 29226 
nadales; X 
219846942 
sequence 
ria; Pseud 


219846941 
al sequenc 


eria; Pseu 


219846940 


2973936 29754 


seudomonad 
219846886 


3052993 30544 


eriaceae; 

219846885 
1 sequence 
eria; Rhod 


219846881 
equence 
teria; Rho 
219846880 
sequence 
eria; Rhod 


219846873 


3072467 30738 


Balneatri 
219846826 
31431 
terales; R 
219846803 


16S ribosomal RNA, partial sequence 3176631 31781 


seudomonad 


3222553 3222459 1 93 gi 


ref|NR_024810.1 

race 
ref 

sia 


ae; Asaia. 
NR_024738.1 
mensis Bacte 


ref |NR_024734.1 

2815260 281674 
monadales; Pseud 
ref |NR_024728.1 
raceae; Asaia. 
ref|NR_024709.1 

2850317 285183 
monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
NR_024699.1 

2865789 286730 
adales; Alteromo 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_026534.1 
2970861 297232 
omonadales; Pseu 


ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 
ref|NR_026532.1 


acea 
ref 


e; Pseudomon 
NR_026478.1 


Formivibrio. 
ref|NR_026477.1 

3054533 305602 
ocyclales; Rhodo 


ref|NR_026473.1 

3060645 306213 
docyclales; Rhod 
ref|NR_026472.1 

3062186 306360 
obacterales; Rho 
ref|NR_026465.1 
Xs 
ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref |NR_026395.1 


aceae; Pseudomon 


219846772 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 


ref|NR_026364.1 
3222170 322363 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Pseudomonas 
8 Pseudomonas 


omonadaceae; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Marinobacterium 
5 Marinobacterium 
nadaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Pseudomonas 

5 Pseudomonas 

domonadaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Janthinobacterium 
8 Janthinobacterium 


agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Janthinobacterium. 
243698 Bacteria_16S 


pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; 


Halomonas. 
243698 Bacteria_16S 
frateurii strain 
frateurii Bacteri 
Gluconobacter. 
243698 Bacteria_16S 


nigrifaciens strain NCIMB 8614 16S 


nigrifaciens Bacteria; 
Pseudoalteromonas. 
243698 Bacteria_16S 
atlantica strain 


Pseudoalteromonas. 
243698 Bacteria_16S 
strain DSM 6984 1 
Proteobacteria; 
243698 Bacteria_16S 
strain DSM 3503 1 


243698 Bacteria_16S 3580185 3580091 1 93 gi|219846522|ref|NR_026114.1 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 358126 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales 
Roseococcus. 

243698 Bacteria_16S 3648614 3648520 1 93 gi|219846472|ref|NR_026064.1 
szegediense strain OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methyl 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
243698 Bacteria_16S 3651694 3651600 1 93 gi|219846470|ref|NR_026062.1 


strain LK6 16S ribosomal RNA, 


Proteobacteria; 
243698 Bacteria_16S 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


Rickettsia; 
243698 Bacteria_16S 


strain RB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
243698 Bacteria_16S 


strain B62 16S ribosomal RNA, 


Proteobacteria; 
243698 Bacteria_16S 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteri 
spotted fever group. 


Rickettsia; 
243698 Bacteria_16S 
strain ATCC VR-61 
Bacteria; 
spotted fever group. 
243698 Bacteria_16S 


strain Mtul 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
243698 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 

243698 Bacteria_16S 
strain OCh 254 16 


243698 Bacteria_16S 
strain IAM 12670 
Proteobacteria; 

243698 Bacteria_16S 
strain CL-SP19 16 
Proteobacteria; 
243698 Bacteria_16S 


strain SW-154 16S ribosomal RNA, partial sequence 


3319535 3319441 1 
Proteobacteria; 


3418271 3418177 1 


IFO 3264 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 


3421277 3421183 1 


Proteobacteria; 


3427203 3427109 1 


IAM 12927 16S ribosomal RNA, partial sequence 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; 


3522318 3522224 1 


6S ribosomal RNA, partial sequence 3521933 35234 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


3574242 3574148 1 


6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


3679266 3679172 1 


3780986 3780892 1 


3809581 3809487 1 


3846130 3846036 1 


3847620 3847526 1 


1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Ricketts 


3849110 3849016 1 


3892045 3891951 1 


strain DSM 735 16S ribosomal RNA, 
Bacteria; 


Proteobacteria; 


3899724 3899654 1 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteracea 


3973069 3972975 1 


16S ribosomal RNA, partial sequence 3972687 39741 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae 


3983123 3983029 1 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


4017478 4017384 1 


Gammaproteobacteria; 


ribosomal RNA, partial 
Gammaproteobacteria; 


complete sequence 
Gammaproteobacteria; Methylococcales; Methylococc 


complete sequence 
Gammaproteobacteria; Pseudomonadales; P 


93 gi|219846706|ref 


93 gi|219846632|ref 


93 gi|219846630|ref 


93 gi|219846626|ref 


93 gi| 219846561 |ref 


93 gi|219846526|ref 


3651286 36527 


aceae; Methyloca 

93 gi|219846451|ref|NR_026042.1 

3678896 368032 

Rickettsiales; Ricke 

93 gi|219846376|ref|NR_025967.1 
3780594 37820 

kettsiaceae; Rickettsieae; 

93 gi| 219846356 |ref|NR_025947.1 
3809177 38107 

seudomonadaceae; Pseudomon 

93 gi|219846331|ref|NR_025921.1 

complete sequence 3845748 384718 


a; Rickettsiales; Ricket 
93 gi|219846330|ref|NR_025920.1 
3847238 3848677 Ricket 


iales; Rickett 


93 gi| 219846329 


3848728 38501 


ref 


kettsiaceae; R 

93 gi|219846300|ref 
complete sequence 
Gammaproteobacteria; Ocea 
FL gi| 219846295 |ref 


3899350 39007 


93 219846243 |ref 


gi 


93 gi| 219846236 
3982735 39841 


I 


ref 


diomarinaceae; 


3319157 33206 
Oceano 


3417892 34193 


Rhodospirill Acetobacteraceae; 


sequence 3420894 34223 
Alteromonadales; 


3426820 34282 
Alteromonada 


38 Gluconobacter 
Acetobacteraceae; 


76 Methylocaldum 


NR_026298.1 
3 
spirillales; 


NR_026224.1 
6 
ales; 


NR_026222.1 
2 


NR_026218.1 
4 


les; Pseudoa 


NR_026153.1 


NR_026118.1 


siaceae; Ric 
NR_025919.1 
ickettsieae; 
NR_025890.1 

389163 
nospirillale 


NR_025885.1 


e; 
NR_025833.1 


; Duganella. 
NR_025826.1 


Idiomarina. 


93 gi|219846211|ref 


Proteobacteria; Gammaproteobacteria; Kangiella. 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Gluconobacter 


7 Gluconobacter 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 
Thauera. 


Gluconobacter oxydans 
oxydans Bacteria; 


Gluconobacter. 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Methylocaldum 

ocaldum szegediense 
Methylocaldum. 
Methylocaldum tepidum 
tepidum Bacteria; 

ldum. 

Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 

Rickettsia 

7 Rickettsia 

tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Halomonas 
6 3893166 Halomonas 


s; Halomonadaceae; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
Roseibium. 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


NR_025801.1 


Kangiella aquimarina 


4017086 4018581 Kangiella aquimarina Bacteria; 


243698 Bacteria_16S 
flavimaris strain 


4020566 4020472 1 


Marinobacter. 
243698 Bacteria_16S 
strain SW-120 16S 
Proteobacteria; 
243698 Bacteria_16S 
strain SW-117 16S 
Proteobacteria; 
243698 Bacteria_16S 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
243698 Bacteria_16S 
maritimus strain 
Bacteria; 
243698 Bacteria_16S 


4028149 4028055 1 


4029698 4029604 1 


4052335 40522411 


4056812 4056718 1 


4067414 40673201 


strain SGT-108 16S ribosomal RNA, partial sequence 


Proteobacteria; 
243698 Bacteria_16S 
succinatimandens 
succinatimandens 
Petrobacter. 

243698 Bacteria_16S 
delicatus strain 
delicatus Bacteria; 
Sulfitobacter. 
243698 Bacteria_16S 


4121929 41218351 
strain 
Bacteria; 


4166529 4166435 1 


4168011 41679171 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


93 gi 


93 gi 


93 gi 


93 gi 


3562 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


93 gi 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


93 gi 


93 gi 


219846209 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; 


219846204 


4027757 40292 
Shewanellac 


219846203 


4029306 40308 
Shewanellac 


219846185 


219846174 


4067035 40685 
Gammaproteobacteria; Legionellales; Coxiellaceae; 


219846135 


4BON 16S ribosomal RNA, partial sequence 
Proteobacteria; 


KMM 3584 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 41690 


Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 4169540 4169446 1 


strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 41706 


Proteobacteria; 
243698 Bacteria_16S 4191000 4190906 1 
lipolyticus strain SM-19 
lipolyticus Bacteria; 
Marinobacter. 
243698 Bacteria_16S 


Proteobacteria; 


4195522 4195428 1 


Gammaproteobacteria; Alteromonadales; Alteromonad 


16S ribosomal RNA, partial sequence 


ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 


ganghwensis Bacteria; 
243698 Bacteria_16S 


Proteobacteria; 
4213602 4213508 1 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 


translucida Bacteria; 
Pseudoalteromonas. 
243698 Bacteria_16S 


Proteobacteria; 


4215156 4215062 1 


Gammaproteobacteria; 


93 gi 


Altero 


219846064 


paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 


paragorgicola Bacteria; 
Pseudoalteromonas. 
243698 Bacteria_16S 
strain 173-96 16S 


Proteobacteria; 


559668 559580 1 


ribosomal RNA, partial sequence 


87 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


243698 Bacteria_16S 1214078 1213984 1 


strain Eplumel 16S ribosomal RNA, partial sequence 


Proteobacteria; 


243698 Bacteria_16S 3556116 3556028 7 


strain 106 16S ribosomal RNA, partial sequence 


Proteobacteria; 


243698 Bacteria_16S 444949 444855 1 


rhizosphaerae strain IH5 16S ribosomal RNA, 


rhizosphaerae Bacteria; 
Pseudomonas. 
243698 Bacteria_16S 


Proteobacteria; 


498570 498487 12 


93 gi 


93 gi 


93 gi 


Gammaproteobacteria; Alte 


265678679 


559287 56077 


Acetobacte 
224581436 


1213697 12151 
Gammaproteobacteria; Oceanospirillales; 


Halomonad 
219846538 


3555718 35572 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


265678758 


complete sequence 


Gammaproteobacteria; 


93 gi 


Pseu 


265678719 


defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 49817 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


243698 Bacteria_16S 500122 500039 12 


93 gi 


Co: 
265678718 


strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 50125 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


243698 Bacteria_16S 516807 516724 12 


luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, 


93 gi 


265678707 


ref 


ref 


eae; 
ref 


eae; 
ref 


ref 


ref 


ref 


Betaproteobacteria; Rhodocyclales; Rho 

93 gi|219846102|ref|NR_025692.1 
4166170 416759 
Rhodobacterales; Rhodoba 

93 gi|219846101|ref|NR_025691.1 

78 Sulfitobacter 
Rhodobacterales; Rhodobacteraceae; Sulfitoba 
93 gi|219846100|ref|NR_025690.1 

64 Marinobacter 
aceae; Marinobac 

93 gi|219846081|ref|NR_025671.1 
4190616 419208 
Gammaproteobacteria; Alteromonadales; Alter 
93 gi|219846078|ref|NR_025668.1 
4195136 419657 
Gammaproteobacteria; Oceanospirillales; Hah 
93 gi|219846065|ref|NR_025655.1 


ref 


romo 


ref 


race 
ref 


acea 
ref 


7 ZO 
ref 


domo 


ref 


mamo 
ref 


ae; 
ref 


4020178 402167 
Alteromonadales; 


28 4053458 Pseud 
seudoalteromonad 


29 4057918 Micro 


Alteromonadaceae 


4121524 412305 


4213214 421471 
monadales; 


4214764 421626 


NR_025799.1 


NR_025794.1 


Shewanella. 
NR_025793.1 


Shewanella. 
NR_025775.1 


NR_025772.1 


NR_025764.1 


NR_025725.1 


NR_025654.1 
nadales; Pse 


NR_028984.1 


ae; Roseomon 
NR_027218.1 


e; Halomonas 
NR_026130.1 


ogloea. 
NR_029063.1 


444544 446074 


nadales; Pse 


NR_029024.1 


8 499679 Hydrog 


nadaceae; Hy 
NR_029023.1 


Hydrogenopha 


Altero 


Oo 


b 
; 


Pseud 


NR_029012.1 


complete sequence 


Marinobacter 


2 Marinobacter 
monadaceae; 


Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 


Pseudoalteromonas 


alteromonas aliena 
aceae; 


Microbulbifer 


ulbifer maritimus 


Microbulbifer. 
Aquicella siphonis 


16 Aquicella siphonis Bacteria; 
Aquicella. 


Petrobacter 


2 Petrobacter 
docyclaceae; 


Sulfitobacter 


8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 
Marinobacter excellens 
excellens Bacteria; 
ter. 


Marinobacter 


8 Marinobacter 
omonadaceae; 


Zooshikella 


6 Zooshikella 
ellaceae; 


Pseudoalteromonas 


3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 


9 Pseudoalteromonas 
udoalteromonadaceae; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 
as. 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Pseudomonas 
Pseudomonas 


udomonadaceae; 


Hydrogenophaga 


enophaga defluvii 
drogenophaga. 

Hydrogenophaga atypica 
6 Hydrogenophaga atypica Bacteria; 
ga 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; Enterobacteriaceae; 


Photorhabdus. 


Zooshikella. 


243698 Bacteria_16S 518373 518290 12 93 gi|265678706|ref|NR_029011.1| Photorhabdus 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Photorhabdus. 

243698 Bacteria_16S 521449 521366 12 93 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
243698 Bacteria_16S 576254 576171 12 93 gi|265678668|ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
243698 Bacteria_16S 601740 601657 12 93 gi|265678651|ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 


Bacteria; 
243698 Bacteria_ 


strain XINach 16S 
G 


Proteobacteria; 
243698 Bacteria_ 


luminescens subsp. 
Photorhabdus luminescens subsp. 
Enterobacteriales 


243698 Bacteria_ 


luminescens subsp 
Photorhabdus luminescens subsp. 
Enterobacteriales 


243698 Bacteria_ 


pseudoflava strai 
Proteob 


Bacteria; 
243698 Bacteria_ 


taeniospiralis st 
taeniospiralis Ba 


Hydrogenophaga. 
243698 Bacteria_ 


strain 146 16S ri 


Proteobacteria; 
243698 Bacteria_ 


strain LMG 4393 1 
B 


Proteobacteria; 
243698 Bacteria_ 


tataouinensis TTB 


TTB310 Bacteria; 


243698 Bacteria_16S 


strain SK-1T 16S 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


strain ATCC 29914 


Proteobacteria; 


Bacteria; 


gelidilacus strai 
gelidilacus Bacte 


243698 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


243698 Bacteria_16S 


strain DSM 30118 
Proteobacteria; 


strain B1953/27.1 
Proteobacteria; G 


243698 Bacteria_16S 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 


Bactero 


B 


G 
243698 Bacteria_16S 
bryozoorum strain 
Proteob 
243698 Bacteria_16S 
strain B8 16S rib 
B 
243698 Bacteria_16S 
strain B6é 16S rib 
B 
243698 Bacteria_16S 


G 
243698 Bacteria_16S 
frigoris strain R 
Bactero 
243698 Bacteria_16S 


G 
243698 Bacteria_16S 


idetes; Flavobacteria; Flavobacteriale 
16S 721479 721396 12 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 723065 722982 12 93 gi 
laumondii strain TTO1 16S ribosomal 
; Enterobacteriaceae; Photorhabdus. 

16S 724648 724565 12 93 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1462260 1462166 1 93 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1548549 1548466 12 93 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1550015 1549932 12 93 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1552971 1552888 12 93 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1627275 1627192 12 93 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1712683 1712600 12 93 gi 
n R-8899 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
1936168 1936085 12 93 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1997396 1997313 12 93 gi 


ammaproteobacteria; Enterobacteriales; 
2044456 2044364 1 93 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; X 


Ss; 


721087 72261 


1458766 14602 
ence 14618 
nadales; 


1548180 15495 
ua 


1549646 15510 
ua 


nc 
S; 


qu 
vo 


eq 
ri 


16S ribosomal RNA, partial sequence 1997016 19985 


an 


2099520 2099429 4 93 gi 


265678567 


265678565 


RNA, part 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobac 
224581411 


219857245 


bacteriu 
219857244 


bacteriu 
219857220 
15525 
Enterobac 
219878458 
e 16269 
Flavoba 
219878399 
ence 

bacteria 
219878237 
uence 

a; Burkh 
219878197 


Enterobac 
219878165 
20440 
thomonad 


Flavoba 


Alter 


cter 
ref 


iaceae; 
NR_028871.1 


ref 
ial 


NR_028869.1 
sequence 


teriaceae; Xenor 
ref |NR_027192.1 
62 1463368 Marino 
omonadaceae; 
ref|NR_024875.1 
95 Aquabacterium 
m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref |NR_025538.1 
1712309 171377 
les; Flavobacter 
ref|NR_025376.1 
1935800 193729 
olderiales; Coma 
ref |NR_025336.1 


teriaceae; Prote 
ref |NR_025304.1 
53 2045572 Luteim 
aceae; Luteimona 


219878122 


Geli 


dibacter. 
Photorhabdus temperata 


2 Photorhabdus temperata Bacteria; 


Enterobacteriaceae; Photorhabdus. 
265678566|ref|NR_028870.1] Photorhabdus 
RNA, partial sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


16S 945239 945156 12 93 gi|265678415|ref|NR_028717.1| Hydrogenophaga 

n GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 

acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

16S 946799 946716 12 93 gi|265678414|ref|NR_028716.1| Hydrogenophaga 

rain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 

cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

16S 951485 951402 12 93 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 

bosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 

etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

16S 954596 954513 12 93 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 

6S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 

etaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

16S 1197512 1197429 12 93 gi|228715504|ref|NR_027534.1| Ramlibacter 

310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
1459145 1459062 12 93 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 

Marinobacter 

bacter bryozoorum 
Marinobacter. 
Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Flavobacterium 
acterium frigoris 
obacterium. 
Flavobacterium 

7 Flavobacterium 
iaceae; Flavobacterium. 
Comamonas 

7 Comamonas 

monadaceae; Comamonas. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 

Luteimonas mephitis 
onas mephitis Bacteria; 
Ss 


ref |NR_025261.1 


Nocardioides 


2099138 2100621 Nocardioides aquiterrae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Nocardioides. 

243698 Bacteria_16S 2 
salitolerans strain PA 5 
salitolerans Bacteria; 
Swaminathania. 
243698 Bacteria_16S 
henchirensis strain TMB8 
henchirensis Bacteria; 
243698 Bacteria_16S 
omnivorum strain AS 1.27 
omnivorum Bacteria; 
243698 Bacteria_16S 2 
xinjiangense strain AS 1 
xinjiangense Bacteria; 
243698 Bacteria_16S 
strain SPS-1037 1 
Proteobacteria; 
243698 Bacteria_16S 
frigidarium strain A2i 1 
Bacteria; Bacteroidetes; 
243698 Bacteria_16S 
palleronii strain CCUG 2 
palleronii Bacteria; Pro 
243698 Bacteria_16S 
strain SWub3 16S 
Proteobacteria; Betaprot 
243698 Bacteria_16S 
nitrophenolicus strain N 
nitrophenolicus Bacteria 
Nocardioidaceae; Nocardi 
243698 Bacteria_16S 
erythreum strain NRRL B- 


160029 2159934 1 
Proteobacteria; Alphaproteobacteria; 
2178304 2178221 12 


Proteobacteria; 
2179793 2179710 12 


Bacteroidetes; 
181309 2181226 12 


Bacteroidetes; 
2410517 2410434 12 
6S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Tepidimonas 


2658096 2658005 4 


93 gi 
1 16S ribosomal RNA, partial sequence 


93 gi 
34 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 
93 gi 
47 16S ribosomal RNA, partial sequence 
Flavobacteria; 
93 gi 
-2749 16S ribosomal RNA, partia 
Flavobacteria; Fl 
93 gi 


1 


SP 41 16S ribosomal RNA, partial 
; Actinobacteria; Actinobacteridae; 
oides. 

93 gi 
3381 16S ribosomal RNA, partial 


sequence 


219857628 
Rhodo 
219857614 


Burkholderiales; 
219857613 


Flavobacteriale 
219857612 
sequence 
avobacteri 

219857453 


sequence 
Actinomycetales; 


219857218 


ref|NR_025217.1| Swaminathania 
2159648 2161102 Swaminathania 
spirillales; Acetobacteraceae; 
ref|NR_025203.1| Ramlibacter 
177978 2179370 Ramlibacter 
Comamonadaceae; Ramlibacter. 
ref|NR_025202.1| Flavobacterium 
2179421 2180886 Flavobacterium 
s; Flavobacteriaceae; Flavobacterium. 
ref|NR_025201.1| Flavobacterium 
2180937 2182402 Flavobacterium 
ales; Flavobacteriaceae; Flavobacterium. 
ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


ND 


2433340 2433257 12 93 gi|219857432|ref|NR_025020.1| Flavobacterium 
6S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
2543106 2543023 12 93 gi|219857348|ref|NR_024936.1| Hydrogenophaga 
0334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
teobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
2653631 2653536 1 93 gi|219857222|ref|NR_024850.1| Azoarcus communis 
ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
eobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
2656571 2656480 4 93 gi|219857219|ref|NR_024847.1| Nocardioides 


2656189 2657663 Nocardioides 
Propionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 


ref|NR_024846.1 
2657714 265918 


erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

243698 Bacteria_16S 2742119 2742036 12 93 gi|219857159|ref|NR_024787.1| Flavobacterium 
limicola strain ST-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
243698 Bacteria_16S 2749326 2749243 12 93 gi|219857154|ref|NR_024782.1| Diaphorobacter 


nitroreducens strain NA1 
nitroreducens Bacteria; 

Diaphorobacter. 
243698 Bacteria_16S 
multivorum strain AIU 30 
multivorum Bacteria; Pro 
Acidiphilium. 
243698 Bacteria_16S 
aurantiacus strain BC361 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3013883 3013800 12 
ribosomal RNA, 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
3568205 3568122 12 
16S ribosomal RNA, partial sequence 


Nocardioidaceae; 
243698 Bacteria_16S 
strain BSB411 16S 
Proteobacteria; 
243698 Bacteria_16S 
strain ATCC 35912 
Bacteria; Proteobacteria 
243698 Bacteria_16S 
strain C8ST5 16S 
Bacteroidetes; Fl 
243698 Bacteria_16S 
AS145 16S ribosomal RNA, 


243698 Bacteria_16S 
hibernum strain ATCC 514 
hibernum Bacteria; 
243698 Bacteria_16S 
strain SS-1 16S r 
Proteobacteria; 
243698 Bacteria_16S 


ibosoma 


243698 Bacteria_16S 
oryzihabitans strain L-1 


2936410 2936327 12 


3012339 3012248 4 


3701781 3701698 12 
ribosomal RNA, partial sequence 
avobacteria; 
3788462 3788383 1 


Bacteroidetes; 
3853635 3853552 12 


0B 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; 


93 gi 
1 16S ribosomal RNA, complete sequence 
teobacteria; Alphaproteobacteria; 


93 gi 


16S ribosomal RNA, partial sequence 


93 
complete sequence 


gi 
93 gi 


; Gammaproteobacteria; Vibrionale 


93 gi 


Ss; 


Flavobacteriales; 
79 gi 
partial sequence 
ichia. 
93 gi 
68 16S ribosomal RNA, partial sequence 
Flavobacteria; 
93 
1 RNA, partial sequence 


gi 


93 gi 


93 gi 


16S ribosomal RNA, complete sequence 


Burkholderiales; 
219856832 
Rhodospiril 
219846915 

Actinomyc 


219846914 
3013492 30150 


219846530 
35678 
Vibri 
219846435 
3701387 37028 
Flavobacteriaceae 
219846371 
3788062 3789489 Ehrli 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrl 
3843089 3843006 12 219846333 
Flavobacteriales 
219846326 
3853246 38547 
Betaproteobacteria; Burkholderiales; Leptothrix. 
3887429 3887346 12 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; 
3905783 3905700 12 


219846304 
partial se 
Neisser 
219846291 


2748935 2750455 Diaphorobacter 
Comamonadaceae; 


ref|NR_024651.1| Acidiphilium 
2936039 2937489 Acidiphilium 
lales; Acetobacteraceae; 


ref|NR_026507.1| Marmoricola 
3011945 3013441 Marmoricola 
etales; Propionibacterineae; 


ref|NR_026506.1| Acidovorax defluvii 

17 Acidovorax defluvii Bacteria; 
Acidovorax. 

ref|NR_026122.1| Vibrio cincinnatiensis 


07 3569262 Vibrio 
onaceae; Vibrio. 
ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref|NR_025962.1| Ehrlichia muris strain 
chia muris Bacteria; Proteobacteria; 


cincinnatiensis 


Gelidibacter algens 
algens Bacteria; 


ref|NR_025923.1| Flavobacterium 
3842717 3844177 Flavobacterium 

; Flavobacteriaceae; Flavobacterium. 

ref|NR_025916.1| Leptothrix discophora 

30 Leptothrix discophora Bacteria; 


ref|NR_025894.1| Vitreoscilla 
quence 3887024 3888512 Vitreoscilla 
iales; Neisseriaceae; Vitreoscilla. 
ref|NR_025881.1] Pseudomonas 

3905392 3906918 Pseudomonas 


oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


243698 Bacteria_16S 
strain Gl 16S rib 
G 
243698 Bacteria_16S 
organovorum strai 
Proteob 
243698 Bacteria_16S 


Proteobacteria; 


Bacteria; 


strain Lhet2 16S 


strain JC2056 16S 


Nocardioidaceae; 


243698 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


243698 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


243698 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


243698 Bacteria_16S 


strain CE40 16S r 


243698 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


243698 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


243698 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


243698 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


243698 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 


complex. 


243698 Bacteria_16S 


strain Benl02 16S 


243698 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


243698 Bacteria_16S 


strain Illinois 1 


243698 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


243698 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; 
243698 Bacteria_16S 


G1212 16S ribosom 
Alphaproteobacter 


G 
243698 Bacteria_16S 


3913287 3913204 12 

osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3943336 3943253 12 93 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3946256 3946173 12 93 gi 
ribosomal RNA, partial sequence 


93 gi 


4049450 4049359 4 93 
ribosomal RNA, partial sequence 


gi 


4050882 4050791 4 93 gi 
n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 

4081172 4081089 12 93 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 


gi 


3912908 39143 


3945905 39473 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243698 Bacteria_16S 
4049074 40504 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
243698 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacte 


4080799 40822 


219846285 


Enterobac 
219846263 
nce 39429 
rillales; 

219846261 


Acetobacte 
219846187 


ionibacter 
219846186 

quence 

Actinomyc 


219846165 


pidimonas. 


ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_025853.1| Acidiphilium 
85 3944397 Acidiphilium organovorum 
Acetobacteraceae; Acidiphilium. 
ref|NR_025851.1| Acidiphilium cryptum 
17 Acidiphilium cryptum Bacteria; 
raceae; Acidiphilium. 
ref|NR_025777.1| Nocardioides aestuarii 
53 Nocardioides aestuarii Bacteria; 
ineae; Nocardioidaceae; Nocardioides. 
ref|NR_025776.1| Nocardioides 

4050504 4051877 Nocardioides 
etales; Propionibacterineae; 


’ 


ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 


20022 19928 1 93 gi|265679050|ref|NR_029358.1| Burkholderia 
n Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
kholderia cepacia complex. 

63998 63904 1 93 gi|265679021|ref|NR_029329.1| Herbaspirillum 
n Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

123284 123190 1 93 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
ibosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 

191764 191670 1 93 gi|265678935|ref|NR_029243.1| Methylomonas 

JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

213432 213338 1 93 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
osomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
ammaproteobacteria; Oceanospirillales; Marinomonas. 

233104 233010 1 93 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
n 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

237819 237725 1 93 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
6S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

239368 239274 1 93 gi|265678902|ref|NR_029210.1| Burkholderia 

2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
cia complex. 

240954 240860 1 93 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
bosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 

250197 250103 1 93 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 

ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

253154 253060 1 93 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
n Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

306039 305945 1 93 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
6S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

350286 350192 1 93 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
somal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

365080 364986 1 93 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
osomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 

Rhodobacterales; Rhodobacteraceae; Salipiger. 

476940 476846 1 93 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
al RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

481574 481480 1 93 gi|265678730|ref|NR_029035.1| Quatrionicoccus 


243698 Bacteria_16S 


australiensis strain Ben 117 16S ribosomal RNA, partial sequence 


481171 482647 Quatrionicoccus 


australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Quatrionicoccus. 


243698 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; 


Jannaschia. 


243698 Bacteria_16S 


strain S-606 16S 
Proteobacteria; 


strain Iso-46 16S 
Proteobacteria; 
Proteobacteria; 


strain 289 16S ri 
Proteobacteria; 


strain 3-p 16S ri 


G 
243698 Bacteria_16S 
helgolandensis st 
helgolandensis Ba 


G 
243698 Bacteria_16S 


G 
243698 Bacteria_16S 
strain Ppe8 16S r 
B 


G 


ribosomal RNA, partial sequence 


588288 588194 1 93 
ibosomal RNA, partial sequence 


gi 


615619 615525 1 93 
bosomal RNA, complete sequence 


gi 


742920 742828 1 93 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


243698 Bacteria_16S 
valvarum strain M 


Bacteria; Proteob 
strain Pull 5.3 1 
Proteobacteria; 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


243698 Bacteria_16S 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


243698 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


243698 Bacteria_16S 


strain LMG 18819 
Proteobacteria; B 
strain Greoux 11 

Bacteria; Proteob 


243698 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


strain 7-2 16S ri 
Proteobacteria; B 


243698 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


243698 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


243698 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


243698 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


243698 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


G 


754092 753998 1 93 gi 


790947 790853 1 
6S ribosomal RNA, 


93 gi 


833824 833730 1 93 gi 


835326 835232 1 93 gi 


7 Zymomonas. 


844412 844318 1 93 gi 
ammaproteobacteria; Enterobacteriales; 
892634 892540 1 93 gi 


903457 903363 1 93 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
1002246 1002152 1 93 gi 
ibosomal RNA, partial sequence 


1035650 1035556 1 93 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1066101 1066008 1 93 gi 


gi 


ammaproteobacteria; Chromatiales; Chro 
1079398 1079304 1 93 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

1093121 1093027 1 93 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1094568 1094474 1 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1096008 1095914 1 93 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


243698 Bacteria_16S 


strain Ter6 16S r 


ammaproteobacteria; Pseudomonadales; M 


etaproteobacteria; Burkholderiales; Bu 
243698 Bacteria_16S 


DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
243698 Bacteria_16S 


train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


etaproteobacteria; Rhodocyclales; Rhod 
243698 Bacteria_16S 


586359 58785 
oraxellace 


265678660 


587905 58931 
rkholderia 


265678641 


615203 61674 
ammaproteobacteria; Vibrionales; Vibri 
243698 Bacteria_16S 


onaceae; 
265678551 


742578 74395 
Rhodospiri 


265678543 


265678518 


complete sequence 790537 79204 
ammaproteobacteria; Alteromonadales; P 
243698 Bacteria_16S 


265678490 
cteria; 


265678489 


265678483 


16S ribosomal RNA, partial sequence 844000 84550 
Enterobac 


265678449 


16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Bu 
243698 Bacteria_16S 


265678442 
e 
lales; 
265678376 


1001834 10033 
ocyclaceae 


265678354 


1035238 10367 
alobactera 


265678333 


6S ribosomal RNA, partial sequence 1065751 10671 


matiaceae; 
265678323 


1079018 10804 
Acetobacte 


265678314 
quence 
eria; 


265678313 


rillales; 
265678312 


ia; 


1145996 1145902 1 93 
ibosomal RNA, partial sequence 


gi 


253680759 


Vv 


ence 75371 
cteriales; 


sychromona 


ial sequen 
Sp 


tial seque 
roteobacte 


rkholderia 


90307 
Leg 


Rhod 


10942 


1 sequence 
Rhodos 


4 Psychrobacter 
ae; 


ref|NR_028965.1 


; Burkholder 
NR_028946.1 


ceae 
ref 
a Mera s 
ref 


oO. 
NR_028855.1 


llaceae; Rhodoci 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028821.1 
3  Psychromonas 
daceae; Psychro 
ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref |NR_028786.1 


teri 
ref 


aceae; Samso 
NR_028751.1 
ceae; Pandoraea 
ref|NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref|NR_028678.1 


; Az 
ref 


ovibrio. 
NR_028656.1 
ceae; Herbaspiri 
ref |NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028625.1 


raceae; Acetobac 
ref |NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028614.1 

1095628 109707 
pirillales; Acet 


Psychrobacte 


492419 492325 1 93 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 
bosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

571832 571738 1 93 gi|265678671|ref|NR_028976.1| Jannaschia 
rain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
cteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

574791 574697 1 93 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

586766 586672 1 93 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 


faecalis Bacteria; 
rs 
Burkholderia tropica 


0 Burkholderia tropica Bacteria; 


ia. 
Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 

Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Psychromonas arctica 


arctica Bacteria; 
monas. 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Legionella gresilensis 
ella gresilensis 
ionella. 

Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Rheinheimera pacifica 


pacifica Bacteria; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 

0 Acetobacter 
obacteraceae; 


v 


ref |NR_028007.1 


Collimonas fungivorans 


1145612 1147064 Collimonas fungivorans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 


243698 Bacteria_16S 


ATCC 29909 16S ri 
Bacteria; Proteob 


ATCC 33641 16S ri 
Bacteria; Proteob 


243698 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


243698 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


243698 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


243698 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


243698 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


243698 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


243698 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


243698 Bacteria_16S 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 


243698 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


243698 Bacteria_16S 


strain CM243 16S 
Proteobacteria; A 


243698 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


243698 Bacteria_16S 


strain R-8904 16S 
Proteobacteria; A 


243698 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


243698 Bacteria_16S 


strain LMG 1746 1 
Proteobacteria; A 


243698 Bacteria_16S 


strain LMG 1625 1 
Proteobacteria; A 


243698 Bacteria_16S 


marincola strain 
marincola Bacteri 


243698 Bacteria_16S 


submarinus strain 
submarinus Bacter 


243698 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


243698 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


243698 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


1186801 1186707 1 93 
bosomal RNA, partial sequence 


gi 


1188312 1188218 1 93 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1212585 1212491 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1229151 1229057 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1277234 1277140 1 93 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1342674 1342580 1 93 gi 


gi 


ammaproteobacteria; Alteromonadales; F 
1372949 1372855 1 93 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1422614 1422520 1 93 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1430364 14302701 93 gi 


ammaproteobacteria; Pasteurellales; Pa 
1533301 1533207 1 93 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

1612152 1612058 1 93 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1615177 1615083 1 93 

ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1659280 1659186 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1711202 1711108 1 93 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1721896 1721802 1 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1749279 1749185 1 93 gi 


gi 


lphaproteobacteria; Rhodospirillales; 
1750771 1750677 1 93 gi 


lphaproteobacteria; Rhodospirillales; 
1825283 1825189 1 93 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1826761 1826667 1 93 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1828197 1828103 1 93 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1869291 1869197 1 93 gi 


ammaproteobacteria; Alteromonadales; A 
1913220 1913126 1 93 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


243698 Bacteria_16S 


1186411 11878 
acteria; Gammaproteobacteria; Enteroba 
243698 Bacteria_16S 
1187922 11893 


1212209 12136 
Halomonad 


1228770 12302 


seudomonad 


somal RNA, partial sequence 1342254 1343799 Ferri 


1372563 13740 


16S ribosomal RNA, partial sequence 1429972 14314 


1614821 16162 


1658880 16603 


1710844 17122 


1721510 17230 


6S ribosomal RNA, partial sequence 1748919 17503 


6S ribosomal RNA, partial sequence 175041117518 


16S ribosomal RNA, partial sequence 1868909 18703 


228716058 


cteriales; 
228716012 


cteriales; 
224581437 


219878280 


219846127 
quence 

ia; Altero 
228721107 


errimonada 
228717983 


rkholderia 
224581443 
ence 14222 
nadales; M 
224581435 


steurellac 
219857425 
sequence 
a; Burkhol 


219878468 
1 sequence 
ria; Rhodo 


219878466 


aulobacter 
219878435 


onaceae; G 
219878400 


hodobacter 
219878393 


oraxellace 
219878374 


Acetobacte 
219878373 


Acetobacte 
219878319 
uence 

; Pseudomo 
219878318 
quence 

a; Pseudom 
219878317 
quence 

a; Rhodoba 
219878288 


lteromonad 
219878253 
19128 
nadales; M 
219878246 


1922484 1922390 1 93 gi 


ref|NR_027545.1 


erobacteriac 
NR_027544.1 


Ent 
ref 


erobacteriac 
NR_027219.1 


Ent 
ref 


acea 
ref 


e; Halomona 
NR_025419.1 


aceae; Cellvibri 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref |NR_027602.1 
monas balearica 
ceae; Ferrimonas 
ref|NR_027569.1 


ceae; Burkholder 
ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 
ref|NR_027217.1 


eae; Phocoenobac 
ref|NR_025013.1 

1532915 153432 
deriales; Burkho 


ref|NR_025607.1 

1611794 161320 
bacterales; Rhod 
ref|NR_025605.1 


acea 
ref 


e; Woodshole 
NR_025574.1 


ntia. 
NR_025539.1 


rimo 
ref 


aceae; Loktanell 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025513.1 


race 
ref 


ae; Acetobac 
NR_025512.1 


raceae; Acetobac 
ref|NR_025458.1 
1824887 182631 
nadales; Moraxel 
ref |NR_025457.1 

1826365 182779 
onadales; Moraxe 
ref|NR_025456.1 

1827843 182926 
cterales; Hyphom 
ref|NR_025427.1 


aceae; Glaciecol 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025385.1 


Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Ss. 


Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Ferrimonas balearica 
DSM 9799 Bacteria; 


Burkholderia unamae 


50 Burkholderia unamae MTI-641 Bacteria; 


Le 

Psychrobacter 
obacter maritimus 
ychrobacter. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Burkholderia 
2 Burkholderia 
lderiaceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 

Psychrobacter luti 
luti Bacteria; 

ry 

Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 

Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 
llaceae; Psychrobacter. 
Oceanicaulis 

6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 

Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Ralstonia 


mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Ralstonia. 


243698 Bacteria_16S 
radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 
243698 Bacteria_16S 
strain 95Al1 16S r 
Proteobacteria; G 
243698 Bacteria_16S 
frisingense strai 
frisingense Bacte 
Herbaspirillum. 
243698 Bacteria_16S 
proteamaculans st 
proteamaculans Ba 
Serratia. 
243698 Bacteria_16S 
strain DSM 30063 
Proteobacteria; G 
243698 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; G 
243698 Bacteria_16S 
strain DSM 12358 
Proteobacteria; G 
243698 Bacteria_16S 
strain DSM 4594 1 
Proteobacteria; G 
243698 Bacteria_16S 
jannaschiana stra 
jannaschiana Bact 
243698 Bacteria_16S 
strain DSM 2665 1 


cteria; 


1991236 1991142 1 


1992779 1992685 1 


1994327 1994233 1 


1995862 1995768 1 


2012803 2012709 1 


2014263 2014169 1 


243698 Bacteria_16S 
carotovorum subsp 


2027614 2027520 1 


Proteobacteria; 


Gammap 


93 


93 


93 


16S ribosomal RNA, partial sequence 1993927 19 
ammaproteobacteria; Enterobacteriales; 


93 


6S ribosomal RNA, partial sequence 1995493 19 
ammaproteobacteria; Enterobacteriales; 


93 


in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


93 


6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


93 


odoriferum strain LMG 17566 16S ribo 


roteobacteria; 


gi|219878201 


16S ribosomal RNA, partial sequence 1990842 19923 
ammaproteobacteria; Enterobacteriales; 


E 


gi|219878200 


6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; 


E 
gi| 219878199 
Entero 
219878198 
969 


gi 


Ent 


nterobac 


nterobac 


954 
bac 


erobacteriales; 


ref |NR_025340.1 


teri 
ref 


aceae; 
NR_025339.1 


teri 
ref 


aceae; 
NR_025338.1 


teri 
ref 


aceae; Serr 
NR_025337.1 


1931758 1931664 1 93 gi|219878240|ref|NR_025379.1| Actinomyces 
in CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

1962066 1961972 1 93 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
ibosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

1970953 1970859 1 93 gi|219878214|ref|NR_025353.1| Herbaspirillum 
n GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

1989688 1989594 1 93 gi|219878202|ref|NR_025341.1| Serratia 
rain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 


Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 
Serra 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 
Serra 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 
a 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


Enterobacteriaceae; Rahnella. 
gi| 219878187 |ref|NR_025326.1| Hyphomonas 

al sequence 2012455 2013864 Hyphomonas 

ria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
gi| 219878186 |ref|NR_025325.1| Hyphomonas polymorpha 


153 
H 


gi 


yphomon 
219878177 
somal RNA, 


ada 


ceae; Hyphomona 
ref|NR_025316.1 
par 


tial sequenc 


24 Hyphomonas polymorpha Bacteria; 
Ss. 


Pectobacterium 
e 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; Enterobacteriaceae; 
243698 Bacteria_16S 2120817 2120723 1 
DSM 4568 16S ribosomal R 
Gammaproteobacteria; Enterobacteriales; 
243698 Bacteria_16S 2152542 2152448 1 
inexpectatum strain FRR- 
inexpectatum Bacteria; P 
Albidovulum. 
243698 Bacteria_16S 
zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 

243698 Bacteria_16S 
strain YKJ-103 16 
Proteobacteria; G 
243698 Bacteria_16S 
ATCC 43380 16S ri 
Proteobacteria; G 
243698 Bacteria_16S 


2158541 2158447 1 
s strai 
s Bacte 


2175296 2175202 1 


2238924 2238830 1 


2240435 22403411 


Pectobac 
93 


Enterob 
93 


10 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


93 


n ATCC 21588 16S ribosomal RNA, 
ria; Proteobacteria; Alphaprote 


93 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 


93 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


93 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


243698 Bacteria_16S 2241946 2241852 1 


strain ATCC 33638 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 


243698 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 
Yersinia. 

243698 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 
243698 Bacteria_16S 


2243457 2243363 1 
s Bacteria; 
2290846 2290752 1 


eria; Proteobacteria; 


2424449 2424355 1 


93 


93 


s strain ATCC 29833 16S ribosomal RNA, 
Proteobacteria; 


93 


in NCIMB2033 16S ribosomal RNA, partia 


Gammapro 


93 


Gammaprote 


terium. 


gi|219857654 


NA, partial sequence 2120505 2121907 Cedec 


acteriac 
gi 


eae; Cedec 
219857633 
equence 

ria; 


219857629 
partial s 
obacteria; 


gi 


gi| 219857616 
2174910 21764 
oraxellace 
gi| 219857573 
2238534 22399 
Enterobac 
gi| 219857572 
2240045 22415 
Enterobac 
219857571 
22415 
cteriales; 
219857570 
partial s 
obacteria; 


gi 


gi 


219857538 
1 sequence 
ria; Alter 


gi 
teobacte 


gi] 219857442 


Rhodo 


kellyi strain BII 
Bacteria; Proteob 


243698 Bacteria_16S 


psychrophilus str 


-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


al 


2439397 2439303 1 93 gi 
ain Z-0021 16S ribosomal RNA, complete 


24240 
es; Halo 
219857428 
sequence 


ref 
ead 
ea. 
ref|NR_025222.1 

2152193 215360 
bacterales; Rhod 


NR_025243.1 
avisae Bacte 


ref 
eque 
Rho 


NR_025218.1 
nce 215819 
dobacterales 


ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025126.1 
2290487 229196 
omonadales; Pseu 


ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


’ 


Psychrobacter jeotgali 
jeotgali Bacteria; 

Ti 

Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 


ref|NR_025016.1 
2438995 244052 


Methylobacter 
1 Methylobacter 


psychrophilus Bac 
Methylobacter. 


teria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


243698 Bacteria_16S 2447040 2446946 1 93 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 


maricaloris strai 


n KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 


maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


243698 Bacteria_16S 2463633 2463539 1 93 gi|219857407|ref|NR_024995.1] Clostridium 


putrefaciens stra 
putrefaciens Bact 


in DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


243698 Bacteria_16S 2508930 2508837 1 93 gi|219857371|ref|NR_024959.1| Gluconacetobacter 


johannae strain C 
johannae Bacteria 


Gluconacetobacter. 


FN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


243698 Bacteria_16S 2536202 2536108 1 93 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 


strain SCH-89 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 


243698 Bacteria_16S 2537561 2537467 1 93 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 


strain VP-6 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


ibosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 


243698 Bacteria_16S 2538965 2538871 1 93 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 


strain VP-5 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


ibosomal RNA, partial sequence 2538597 2539930 Hyphomonas hirschiana Bacteria; 


243698 Bacteria_16S 2540295 2540201 1 93 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 


strain MHS-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 


243698 Bacteria_16S 2541700 2541606 1 93 gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens 


strain MHS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


ribosomal RNA, partial sequence 2541332 2542665 Hyphomonas adhaerens Bacteria; 


243698 Bacteria_16S 2544674 2544580 1 93 gi| 219857347 |ref|NR_024935.1| Acidovorax facilis 


strain CCUG 2113 
Proteobacteria; B 


16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


243698 Bacteria_16S 2618562 2618468 1 93 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 


strain CKB 16S ri 
Proteobacteria; B 


bosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 


243698 Bacteria_16S 2630809 2630715 1 93 gi|219857238|ref|NR_024866.1| Methylarcula terricola 


strain hl 16S rib 
Proteobacteria; A 


osomal RNA, partial sequence 2630432 2631792 Methylarcula terricola Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 


243698 Bacteria_16S 2652145 2652051 1 93 gi|219857223|ref|NR_024851.1| Azoarcus indigens 


strain VB32 16S r 
Proteobacteria; B 


ibosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


243698 Bacteria_16S 2695384 2695290 1 93 gi|219857191|ref|NR_024819.1| Saccharibacter 


floricola strain 
Bacteria; Proteob 


S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 


243698 Bacteria_16S 2716495 2716401 1 93 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

243698 Bacteria_16S 2718030 2717936 1 93 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

243698 Bacteria_16S 2740620 2740526 1 93 gi|219857160|ref|NR_024788.1| Agarivorans albus 


strain MKT 106 16 
Proteobacteria; G 


S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 


243698 Bacteria_16S 2863105 2863011 1 93 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 


strain DSM 3050 1 


6S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

243698 Bacteria_16S 2867741 2867647 1 93 gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 


243698 Bacteria_16S 2925896 2925802 1 93 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


243698 Bacteria_16S 2947114 2947020 1 93 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

243698 Bacteria_16S 2960501 2960407 1 93 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 


Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 


243698 Bacteria_16S 2980425 2980331 1 93 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
243698 Bacteria_16S 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
243698 Bacteria_16S 


denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
243698 Bacteria_16S 
strain A901/1 16S 


243698 Bacteria_16S 


strain Ekho Lake-172 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


243698 Bacteria_16S 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 
243698 Bacteria_16S 
strain ATCC 49336 


3085065 3084971 1 


3086510 3086416 1 


3134446 3134352 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


3163309 31632151 


3221034 3220940 1 


3386607 3386513 1 


93 gi 


93 gi 


93 gi 


93 gi 
93 gi 


93 gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


243698 Bacteria_16S 
strain DSM 43852 


243698 Bacteria_16S 
rubra strain ATCC 
Bacteria; 
Pseudoalteromonas. 
243698 Bacteria_16S 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequen 


luteoviolacea Bacteria; Gammaproteobacteria; Alte 


Pseudoalteromonas. 
243698 Bacteria_16S 


carrageenovora strain ATCC 12662 16S ribosomal RNA, partial seque 


3397075 3396981 1 


3419799 3419705 1 


3422761 3422667 1 


Proteobacteria; 


3424244 34241501 


93 gi 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


93 gi 


29570 16S ribosomal RNA, partial sequence 34194 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


93 gi 


93 gi 


3134094 31355 


219846865 
sequenc 


219846864 


219846832 


219846813 
31629 


219846773 
Ox 
219846658 

33862 


219846647 


219846631 


219846629 


219846628 


Rhodobacterales; 


Rhodobacterales; 


Halomonadaceae; 


ref|NR_026457.1 
e 3084717 308611 


ref |NR_026456.1 
3086162 308755 


ref|NR_026424.1 


ref|NR_026405.1 
Roseovari 
ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref |NR_026250.1 
19 3387691 Halomo 
ref |NR_026239.1 
; Cellulomonadac 
ref |NR_026223.1 
18 3420843 Pseudo 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref 
nce 


NR_026220.1 
342386 


Halomonas. 


Streptomycineae; 


Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Paracoccus 
6 Paracoccus 


Rhodobacteraceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
Paracoccus. 


Roseovarius tolerans 


61 3164378 Roseovarius tolerans Bacteria; 


us. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Halomonas eurihalina 
nas eurihalina Bacteria; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Pseudoalteromonas 
alteromonas rubra 


seudoalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae; 


243698 Bacteria_16S 


3425721 3425627 1 


Pseudoalteromonas. 


93 gi 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudoalteromonas. 
243698 Bacteria_16S 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 34368 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


243698 Bacteria_16S 


DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acine 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


243698 Bacteria_16S 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 34412 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


243698 Bacteria_16S 
baumannii strain 


243698 Bacteria_16S 
strain DSM 20550 


3437183 3437089 1 


3438692 3438598 1 


3440202 3440108 1 


3443221 3443127 1 


DSM 30007 16S ribosomal RNA, 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; 


3455585 3455491 1 


93 gi 


93 gi 


93 gi 


93 gi 
complete 


93 gi 


16S ribosomal RNA, partial sequence 3455187 34566 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria_16S 
strain ATCC 15338 


3559203 3559109 1 


93 gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


243698 Bacteria_16S 
nigripulchritudo 
nigripulchritudo 
243698 Bacteria_16S 
strain ATCC 14048 


Bacteria; 


3562239 3562145 1 


3565204 3565110 1 


strain 164 16S ribosomal RNA, partial 
Proteobacteria; 


93 gi 
Gammaproteob 
93 gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


243698 Bacteria_16S 


strain NS 16S ribosomal RNA, partial sequence 


3566710 3566616 1 


93 gi 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


243698 Bacteria_16S 


3569692 3569598 1 


93 gi 


3566301 35677 


219846627 
equence 
Alteromon 


219846618 


219846617 


219846616 


219846614 
sequence 
Pseudomo 
219846606 


ococcineae 
219846536 
35587 
onaceae; V 
219846534 
sequence 

acteria; V 
219846532 
35647 
onaceae; V 
219846531 


onaceae; V 
219846529 


ref |NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref |NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref|NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref |NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref |NR_026126.1 

3561815 356324 
ibrionales; Vibr 
ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref|NR_026123.1 


ibrio. 
ref|NR_026121.1 


strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

re 
Acinetobacter junii 
junii Bacteria; 

an 
Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 
Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio 

8 Vibrio 

ionaceae; Vibrio. 
Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Acetobacter aceti 


3569313 357079 


2 Acetobacter aceti 


243698 Bacteria_16S 


3586404 3586310 1 93 


strain JB13 16S ribosomal RNA, partial sequence 


Proteobacteria; G 
243698 Bacteria_16S 
pasteurianus stra 
pasteurianus Bact 


Acetobacter. 


243698 Bacteria_16S 
tamworthensis str 
tamworthensis Bac 


Amaricoccus. 


243698 Bacteria_16S 


wasabiae strain S 
Bacteria; 


Pectobacterium. 


243698 Bacteria_16S 


Proteob 
243698 Bacteria_16S 
betavasculorum st 
betavasculorum Bacteria; 


3591049 3590955 1 93 


3654776 3654682 1 93 


3671564 3671470 1 93 


3673073 3672979 1 93 
Proteobacteria; 


3716755 3716661 1 93 


strain E-37 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
243698 Bacteria_16S 


3749255 3749161 1 93 


strain A089 16S ribosomal RNA, partial sequence 


Proteobacteria; G 
243698 Bacteria_16S 


3836962 3836868 1 93 


strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; G 
243698 Bacteria_16S 


strain Td-21 16S 
Proteobacteria; B 


thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


243698 Bacteria_16S 


strain DM-82 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
243698 Bacteria_16S 


strain BN 126 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
243698 Bacteria_16S 


3855164 3855071 1 93 
ribosomal RNA, partial sequence 


3936114 3936020 1 93 


3937548 3937454 1 93 
ribosomal RNA, partial sequence 


3940440 3940346 1 93 
ribosomal RNA, partial sequence 


3941886 3941792 1 93 


strain OP 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243698 Bacteria_16S 


strain KLB 16S ri 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
243698 Bacteria_16S 


strain 2761 16S 
Proteobacteria; B 


salexigens strain 
Bacteria; Proteob 


strain SGT-39 16S 
Proteobacteria; G 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


243698 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


strain F2R9 16S r 
Proteobacteria; G 


strain 4N13 16S r 
Proteobacteria; G 


3947732 3947638 1 93 
bosomal RNA, partial sequence 


3964220 3964126 1 93 
ribosomal RNA, partial sequence 


3970169 3970075 1 93 


4068954 4068860 1 93 
ribosomal RNA, partial sequence 


4134077 4133983 1 93 


4178772 4178678 1 93 


4234836 4234742 1 93 
ibosomal RNA, partial sequence 


745790 745698 1 93 
ibosomal RNA, partial sequence 


749915 749823 1 93 


in LMD 22.1 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacteria; 


R91 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
243698 Bacteria_16S 
WS 68 16S ribosomal RNA, partial sequence 39698 
acteria; Alphaproteobacteria; Rhodobacterales; R 
243698 Bacteria_16S 


ammaproteobacteria; Legionellales; Coxiellaceae; 
243698 Bacteria_16S 
in BC74171 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


6S ribosomal RNA, partial sequence 4178357 41798 
ammaproteobacteria; Alteromonadales; Shewanellac 
243698 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 
243698 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; Moraxellace 
243698 Bacteria_16S 


gi|219846518 


ref|NR_026110.1| Methylomonas fodinarum 


3585997 3587456 Methylomonas fodinarum Bacteria; 


gi|219846515 


219846468 
sequence 


gi 


219846456 
36711 


gi 


gi|219846455 


rain ATCC 43762 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846425 
3716418 37177 


gi|219846401 
3748871 37503 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi|219846337 
3836584 38380 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; 


gi|219846325 
3854781 38562 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
243698 Bacteria_16S 
in THI 011 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


219846268 
sequence 
Rhodo 


gi 


gi|219846267 
3937190 39385 


gi|219846265 
3940082 39414 


gi|219846264 
3941522 39429 
Acetobacte 
gi|219846260 
3947368 39487 
Acetobacte 
gi|219846249 
3963836 39652 


gi|219846245 


gi|219846173 
4068567 40700 


219846124 
sequence 
Rhodo 


gi 


gi|219846094 


gi|219846045 
4234473 42358 
Enterobac 
gi| 265678549 
745469 74679 


gi| 265678546 


Rhodobacterales; 


Enterobacteriales; 


Afifella. 


ammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 


ref|NR_026107.1] Acetobacter 
3590670 3592148 Acetobacter 


Rhodospirillales; Acetobacteraceae; 


ref|NR_026060.1| Amaricoccus 
3654403 3655826 Amaricoccus 
Rhodobacteraceae; 


ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026046.1| Pectobacterium 
3672704 3674161 Pectobacterium 
Enterobacteriaceae; 


ref|NR_026016.1| Sagittula stellata 
90 Sagittula stellata Bacteria; 
Sagittula. 
ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 


ref|NR_025927.1| Halomonas pacifica 
63 Halomonas pacifica Bacteria; 
Halomonas. 
ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 
Azoarcus. 
ref|NR_025858.1] Paracoccus 
3935756 3937139 Paracoccus 
bacterales; Rhodobacteraceae; 


ref|NR_025857.1| Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 
aceae; Paracoccus. 

ref|NR_025855.1| Rhodobium marinum 

71 Afifella marina Bacteria; 


ref|NR_025854.1| Acidiphilium rubrum 
34 Acidiphilium rubrum Bacteria; 
raceae; Acidiphilium. 

ref|NR_025850.1| Acidiphilium angustum 
80 Acidiphilium angustum Bacteria; 
raceae; Acidiphilium. 

ref|NR_025839.1| Rhodocyclus tenuis 

95 Rhodocyclus tenuis Bacteria; 

; Rhodocyclus. 
ref|NR_025835.1| Rhodothalassium 

17 3971134 Rhodothalassium salexigens 
hodobacteraceae; Rhodothalassium. 
ref|NR_025763.1| Aquicella lusitana 
48 Aquicella lusitana Bacteria; 
Aquicella. 
ref|NR_025714.1] Paracoccus 
133716 4135123 Paracoccus 
bacterales; Rhodobacteraceae; 


rs 


ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 

eae; Shewanella. 

ref|NR_025635.1| Klebsiella variicola 


84 Klebsiella variicola Bacteria; 
teriaceae; Klebsiella. 

ref|NR_028853.1| Acinetobacter tandoii 
3 Acinetobacter tandoii Bacteria; 

ae; Acinetobacter. 


tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Acinetobacter. 


ref|NR_028850.1| Acinetobacter 
749594 750918 Acinetobacter 


243698 Bacteria_16S 2293908 2293815 2 93 
strain ACEM 9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
243698 Bacteria_16S 3589489 3589406 12 93 
strain Anox B 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
243698 Bacteria_16S 848854 848760 1 93 
singaporensis str 


gi 


gi 


gi 


singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; E 
Klebsiella. 

243698 Bacteria_16S 1405922 1405834 7 93 gi|219857143|ref|NR_024771.1 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 1405568 140698 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 
Acetobacter. 

243698 Bacteria_16S 1551483 1551400 12 93 gi| 219857243 |ref|NR_024871.1 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquaba 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 
243698 Bacteria_16S 2336131 2336037 1 93 gi|219857504|ref|NR_025092.1 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 233710 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Roseinatronobacter. 

243698 Bacteria_16S 2469811 2469717 1 93 gi|219857403|ref|NR_024991.1 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioal 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospirace 
243698 Bacteria_16S 27592 27509 12 93 gi| 265679045 |ref|NR_029353.1 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
243698 Bacteria_16S 120193 120102 4 93 gi| 265678982 |ref|NR_029290.1 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
243698 Bacteria_16S 158252 158161 4 93 gi| 265678957 |ref|NR_029265.1 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Microbacteriaceae; Microbacterium. 

243698 Bacteria_16S 167450 167367 12 93 gi| 265678951 |ref|NR_029259.1 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacter 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243698 Bacteria_16S 168974 168891 12 93 gi|265678950|ref|NR_029258.1 
strain Fowl 16S ribosomal RNA, partial sequence 168553 16998 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243698 Bacteria_16S 171960 171877 12 93 gi| 265678948 |ref|NR_029256.1 
strain PB 1 16S ribosomal RNA, partial sequence 171556 17300 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243698 Bacteria_16S 174976 174893 12 93 gi|265678946|ref|NR_029254.1 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243698 Bacteria_16S 307587 307504 12 93 gi| 265678855 |ref|NR_029161.1 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 30872 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
243698 Bacteria_16S 386308 386229 1 79 gi| 265678797 |ref|NR_029102.1 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydroc 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; 
243698 Bacteria_16S 400076 399993 12 93 gi|265678788|ref|NR_029093.1 


asymbiotica subsp 
Photorhabdus asymbiotica subsp. 
Enterobacteriales; Enterobacteriaceae; 
243698 Bacteria_16S 437325 437234 4 
kentuckyensis str 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 
Pseudonocardiaceae; Amycolatopsis. 
243698 Bacteria_16S 460249 460158 4 93 gi 
mediterranei strain NT 19 16S ribosomal RNA, partial se 
mediterranei Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Amycolatopsis. 
243698 Bacteria_16S 466290 466199 4 
J18 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
243698 Bacteria_16S 486196 486113 12 93 gi 
69 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
243698 Bacteria_16S 527572 527493 1 79 gi 
aerosaccus strain G 16S ribosomal RNA, partial sequence 


Photorhabdus. 


93 gi 


93 gi 


2293525 22949 
s 


3589120 35906 
Id 


ain LX3 16S ribosomal RNA, partial seq 


australis strain 9802892 16S ribosomal RNA, pa 


ain NRRL B-24129 16S ribosomal RNA, pa 


465880 467346 Rothi 


485792 487320 Vibri 


219857535 


hewanellac 
219846516 


eonella. 
265678480 
uence 


265678763 
rtial sequ 
e; Actinom 


265678744 
quence 
Actinomy 


265678740 


ococcaceae 
265678727 


ref |NR_025123.1 


Shewanella. 
NR_026108.1 


eae; 
ref 


ref |NR_028783.1 
848542 849823 


rtial sequence 


ref 
ence 
ycet 


NR_029068.1 
436922 

ales; Pseudo 
ref|NR_029049.1 
459859 461323 
cetales; Pseudon 


ref|NR_029045.1 
a amarae Bacteri 
; Rothia. 
ref |NR_029032.1 
© ponticus Bacte 


265678700 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Aquabacterium 
cterium citratiphilum 


Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Thioalkalivibrio 

kalivibrio nitratis 

ae; Thioalkalivibrio. 
Coenonia anatina 


Coenonia anatina Bacteria; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Microbacterium 
Microbacterium 
cineae; 


Vibrio mimicus strain 
ia; Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Comamonas testosteroni 


3  Comamonas testosteroni Bacteria; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


Rothia amarae strain 
a; Actinobacteria; 


Vibrio ponticus strain 
ria; Proteobacteria; 


ref|NR_029005.1 


Enhydrobacter 


527192 528675 Enhydrobacter aerosaccus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 


243698 Bacteria_16S 
strain K1l1 16S ri 


533625 533542 12 93 
bosomal RNA, partial sequence 


gi| 265678696 
533233 53475 


ref|NR_029001.1 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

243698 Bacteria_16S 545842 545759 12 93 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

243698 Bacteria_16S 552044 551953 4 93 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

243698 Bacteria_16S 662512 662429 12 93 gi|265678607|ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

243698 Bacteria_16S 689845 689762 12 93 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

243698 Bacteria_16S 691397 691314 12 93 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

243698 Bacteria_16S 760245 760162 12 93 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
strain V33 16S ribosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

243698 Bacteria_16S 769339 769256 12 93 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243698 Bacteria_16S 774002 773911 4 93 gi|265678530|ref|NR_028834.1| Prauserella alba 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
243698 Bacteria_16S 777130 777039 4 93 gi| 265678528 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actin 
Gordoniaceae; Gordonia. 

243698 Bacteria_16S 789374 789283 4 93 gi| 265678519 
strain J72 16S ribosomal RNA, partial sequence 789013 79048 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
243698 Bacteria_16S 818418 818335 12 93 gi| 265678500 
strain 12993 16S ribosomal RNA, partial sequence 818049 81950 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243698 Bacteria_16S 819923 819840 12 93 gi| 265678499 
strain 256 16S ribosomal RNA, partial sequence 819558 82101 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243698 Bacteria_16S 841349 841270 1 79 gi| 265678485 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 84098 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
243698 Bacteria_16S 847508 847414 1 93 gi| 265678481 
kondratievae strain GB 16S ribosomal RNA, partial sequence 84713 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
243698 Bacteria_16S 876015 875924 4 93 gi| 265678461 
scopiformis strain A25 16S ribosomal RNA, partial sequence 87568 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomyces. 


243698 Bacteria_16S 917439 917348 4 93 gi| 265678433 
strain IEGM 16S ribosomal RNA, partial sequence 917039 91855 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
243698 Bacteria_16S 919004 918913 4 93 gi| 265678432 
strain 213E 16S ribosomal RNA, partial sequence 918602 92011 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
243698 Bacteria_16S 943676 943593 12 93 gi| 265678416 


strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydro 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
243698 Bacteria_16S 986736 986653 12 93 gi| 265678386 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 98633 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
243698 Bacteria_16S 988316 988233 12 93 gi| 265678385 
strain 167 16S ribosomal RNA, partial sequence 987916 98944 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243698 Bacteria_16S 989896 989813 12 93 gi| 265678384 


eae; Pseudonoca 
ref|NR_028832.1 

776745 778221 
omycetales; Cory 


ref|NR_028823.1 


Gordoniacea 
NR_028803.1 


eae; 
ref 


teri 
ref 


aceae; 
NR_028802.1 


teriaceae; Kluyv 
ref |NR_028788.1 
1 842417 Marino 
Marinospirillu 
ref|NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_028764.1 
6 877087 Strept 
ptomycineae; Str 
ref|NR_028735.1 
Gordoniacea 
NR_028734.1 


eae; 
ref 


Gordoniacea 
NR_028718.1 
phaga flava 
ae; Hydrogenopha 
ref |NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


eae; 
ref 
geno 


aceae; Citro 


ref 


strain I-75 16S ribosomal RNA, partial sequence 


2 Prauserella alba Bacteria; 
a 


diaceae; Prauserella. 
Gordonia 

Gordonia 
nebacterineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
Kluyv 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 
Marinospirillum 
spirillum alkaliphilum 


mM. 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Hydrogenophaga flava 
Bacteria; 

ga. 

Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
teri 


bacter. 
Citrobacter sedlakii 


NR_028686.1 


989496 991017 Citrobacter sedlakii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


243698 Bacteria_16S 
strain DO 14784 1 
G 
243698 Bacteria_16S 


Proteobacteria; 


strain ATCC 33433 
Proteobacteria; 


Bacteria; 


G 
243698 Bacteria_16S 
insulare strain K 
Proteob 
243698 Bacteria_16S 
ATCC 35469 16S ri 


991467 991384 12 93 gi 
ammaproteobacteria; Enterobacteriales; 
1003706 1003623 12 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1051017 1050938 1 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1118705 1118622 12 93 gi 
bosomal RNA, partial sequence 


E 


265678383 
6S ribosomal RNA, partial sequence 991068 99256 
Enterobac 
265678375 


265678343 
irillales; 


228716249 
1118333 11198 


10033 
nterobac 


10506 


ref|NR_028685.1| Citrobacter rodentium 
3 Citrobacter rodentium Bacteria; 
teriaceae; Citrobacter. 

ref|NR_028677.1| Kluyvera ascorbata 

52 1004810 Kluyvera ascorbata Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028645.1| Marinospirillum 

31 1052062 Marinospirillum insulare 
Marinospirillum. 
ref|NR_027549.1| Escherichia fergusonii 
05 Escherichia fergusonii ATCC 35469 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
243698 Bacteria_16S 1135318 1135235 12 93 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
243698 Bacteria_16S 1226095 1226004 4 93 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 
243698 Bacteria_16S 1233724 1233633 4 93 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
243698 Bacteria_16S 1245841 1245750 4 93 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
243698 Bacteria_16S 1257763 1257680 12 93 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
243698 Bacteria_16S 1307445 1307354 4 93 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 1333545 1333454 4 93 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 


strain HKI 0122 1 


Bacteria; Actinob 


Beutenbergia. 


243698 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


243698 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


243698 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


243698 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
243698 Bacteria_16S 
albus stra 


subsp. 
subsp. albus Bact 
Streptomycetaceae 


243698 Bacteria_16S 


rimosus st 
rimosus Ba 


subsp. 
subsp. 


Streptomycetaceae; 
243698 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


243698 Bacteria_16S 


subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 


243698 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 
Streptomycetaceae 


acteria; Actinobacteridae; Actinomycetal 
1350377 1350286 4 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1376031 1375948 12 93 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1401494 1401403 4 93 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1453286 1453195 4 93 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


93 gi 


al 


ce 
ol 


Ac 


’ 


1 
ri 


1474294 1474203 4 93 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1488127 1488036 4 93 gi 
rain JCM 4667 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1563347 1563256 4 93 gi 
in NRRL B-24133 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1592317 1592226 4 93 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1593863 1593772 4 93 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


1 


’ 


’ 


et 
ae 


’ 


rt 
id 


, 


243698 Bacteria_16S 


1595410 1595319 4 93 gi 


6S ribosomal RNA, partial sequence 1333148 13346 


228720546 
1349993 13514 


228717818 


228715351 


224581418 


219878476 


219857134 


219846103 


219878483 


219878482 


219878481 


es; Micr 


es; Cory 


13756 
deriales 


14011 
tinomyce 


sequence 
dae; Act 


sequence 
Actinomy 


e sequen 
Actino: 


, 


al seque 
Actinomy 


partial 
tinobact 


ial sequ 
ae; Acti 


32 Beutenbergia cavernae DSM 12333 
ococcineae; Beutenbergiaceae; 


ref|NR_027594.1| Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_027567.1] Polaromonas 

65 1377116 Polaromonas naphthalenivorans 
; Comamonadaceae; Polaromonas. 
ref|NR_027523.1| Leifsonia xyli subsp. 
11 1402554 Leifsonia xyli subsp. 

tales; Micrococcineae; 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


albus 
albus 


ref|NR_025615.1 
1473916 147541 
cetales; Strepto 


Streptomyces 
4 Streptomyces 
mycineae; 


ref|NR_024762.1 
ce 1487741 148922 
mycetales; Strep 


rimosus 
rimosus 


Streptomyces 
5 Streptomyces 
tomycineae; 


ref 
nce 
ceta 


NR_025693.1 
156296 
Pseudon 


Amycolatopsis 

4 1564361 Amycolatopsis 
les; ocardineae; 
ref 
sequ 
erid 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


NR_025622.1 
ence 159193 
ae; Actinomy 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 


ref|NR_025620.1| Streptomyces 
1595032 1596529 Streptomyces 


sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
243698 Bacteria_16S 
stercoricanis str 
stercoricanis Bac 
243698 Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacter 
243698 Bacteria_16S 
strain Albert 199 
G 
243698 Bacteria_16S 
strain 888-76 16S 
G 
243698 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 
243698 Bacteria_16S 
keratiniphila sub 


Proteobacteria; 


Proteobacteria; 


Streptomyces. 

1622751 1622668 12 93 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1657714 1657631 12 93 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1666949 1666866 12 93 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671555 1671472 12 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1672990 1672899 4 93 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1676012 1675921 4 93 gi 
sp. nogabecina strain DSM 44586 16S ri 


E 


E 


al 


ae 


bo 


ri 


219878461 
equence 
Burkh 
219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


a; 


219878430 

16665 
nterobac 
219878427 
1671187 16725 
nterobac 
219878426 
sequenc 
Actinomyce 


’ 


219878424 
somal RNA, p 


ref|NR_025600.1 

1622384 162383 
olderiales; Alc 
ref|NR_025575.1 
o fortis Bacter 


ref|NR_025569.1 
70 1668063 Esche 
teriaceae; Esch 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025565.1 
e 1672599 167407 
tales; Pseu 
ref|NR_025563.1 
artial seque 


a 


i 


r 
e 


Streptomycineae; 


Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Vibrio fortis strain 
a; Proteobacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Amycolatopsis 
6 Amycolatopsis 


donocardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


243698 Bacteria_16S 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
243698 Bacteria_16S 


strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 


243698 Bacteria_16S 
strain LMG 3475 1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
243698 Bacteria_16S 1758518 1758427 4 93 gi|219878366|ref|NR_025505.1 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 17596 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
243698 Bacteria_16S 1774881 1774790 4 93 gi| 219878353 |ref|NR_025492.1 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 177597 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 1776419 1776336 12 93 gi|219878352|ref|NR_025491.1 


strain LMG 20362 
Proteobacteria; 


Proteobacteria; 


15052 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
243698 Bacteria_16S 


strain LMG 20546 
Proteobacteria; 


strain LMG 20536 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243698 Bacteria_16S 1809895 1809804 4 93 gi|219878329|ref|NR_025468.1 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 18109 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
243698 Bacteria_16S 1873934 1873843 4 93 gi| 219878285 |ref|NR_025424.1 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 187493 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Arthrobacter. 

243698 Bacteria_16S 1907253 1907162 4 93 gi| 219878258 |ref|NR_025397.1 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actin 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
243698 Bacteria_16S 1925574 1925483 4 93 gi| 219878244 |ref|NR_025383.1 


G 
243698 Bacteria_16S 
strain 4-0 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 
LMG 19999 16S rib 
G 
243698 Bacteria_16S 


G 
243698 Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; 
1677529 1677438 4 93 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1679050 1678959 4 93 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 


al 


1724948 1724865 12 93 


gi 


oc 
1793001 1792918 12 
osomal RNA, partial sequence 


93 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1796041 1795958 12 93 gi 
ammaproteobacteria; Vibrionales; Vibrion 
1797595 1797512 12 93 gi 


Amycolato 
219878423 
equence 
Actinomyc 


219878422 
16786 
Pseu 


es; 


219878391 
6S ribosomal RNA, partial sequence 1724592 17259 


16S ribosomal RNA, partial sequence 1776030 17774 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
1781064 1780973 4 93 gi| 219878349 |ref|NR_025488.1 
bosomal RNA, partial sequence 1780670 17821 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
1794556 1794473 12 93 gi|219878339|ref|NR_025478.1 
1794167 1795601 Vibrio xuii Bacteria; 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


aceae; 


219878337 
16S ribosomal RNA, partial sequence 1797206 17986 


occineae 
219878340 
1792623 17941 


psis. 
ref|NR_025562.1 
1677147 167861 
etales; 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025530.1 


7 Mi 
ref 


crococcaceae 
NR_025479.1 


v 


ref|NR_025477.1 


ibri 
ref 


Vv Oo. 


NR_025476.1 


Amycolatopsis 
0 Amycolatopsis 


Pseudonocardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Actinomyces catuli 


omyces catuli Bacteria; 


ae; Actinomyces. 


Amycolatopsis 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


243698 Bacteria_16S 


strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; 


strain DSM 5000 1 
Proteobacteria; 


proteus strain 42 
Bacteria; Proteob 


243698 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


243698 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


243698 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


243698 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


243698 Bacteria_16S 


strain CCUG 35957 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


243698 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


243698 Bacteria_16S 


palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 


243698 Bacteria_16S 


strain YIM 90001 
Actinobacteria; A 


243698 Bacteria_16S 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


243698 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 


243698 Bacteria_16S 


strain NAM-BN063A 
Actinobacteria; A 


243698 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


243698 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


243698 Bacteria_16S 


strain KF46F 16S 


Proteobacteria; B 


243698 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


243698 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


G 
243698 Bacteria_16S 


G 
243698 Bacteria_16S 


1959013 1958922 4 93 
ribosomal RNA, partial sequence 


gi 


Micr 
gi 


oc 
1966642 1966550 1 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; 
1988129 1988046 12 93 


Chro: 
gi 


ma 


ammaproteobacteria; Enterobacteriales; E 
2000469 2000386 12 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


2005082 2004999 12 93 gi 


ct 


ammaproteobacteria; Enterobacteriales; 
2006628 2006545 12 93 gi 


E 


ammaproteobacteria; Enterobacteriales; 
2008172 2008089 12 93 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


E 


se 
ia 


2009731 2009648 12 93 gi 


ammaproteobacteria; Enterobacteriales; 
2035141 2035050 4 93 gi 
16S ribosomal RNA, partial sequence 


E 


oc 
2056813 2056722 4 93 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2058352 2058261 4 93 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2138994 2138903 4 93 gi 
train 1Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
e; Amycolatopsis. 
2149566 2149475 4 


s 


v 


s 
ri 


, 


se 
da 


93 gi 


ctinobacteridae; Actinomycetales; Pseudo 
2173749 2173658 4 93 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2229777 2229694 12 93 gi 
ain HKU1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Betaproteobacte 
2232825 2232734 4 93 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2260333 2260242 4 93 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

2277297 2277202 1 93 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2304353 2304271 12 93 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2305918 2305827 4 93 gi 
in ATCC BAA-173 16S ribosomal RNA, compl 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

2307452 2307369 12 93 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 


s 
e; 


qu 
ri 


ne 
ia 


te 


v 


e 
oc 


ma. 


, 
gi 


ca 


243698 Bacteria_16S 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


2421408 2421317 4 93 gi 


6S ribosomal RNA, partial sequence 2004699 20 


6S ribosomal RNA, partial sequence 2006247 20 


6S ribosomal RNA, partial sequence 2009346 20 


Actino: 


219878222 
1958616 19601 
occineae 
219878217 
1966261 19677 


tiaceae; 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 
nterobac 
219878195 
000 


20 


eriales; 


219878192 


061 
ntero 


077 
ntero 


quenc 
Ent 


e 


v 


219878189 


108 
ntero 


20 
occin 


347 


equence 


219878152 


equence 
dae; 


219857642 


quence 
e; 


219857635 
16S ribosomal RNA, partial sequence 2149165 21506 
nocardin 
219857619 


equence 


219857579 


ence 
a; Neiss 


219857577 


22324 
bacterin 


219857559 


1 sequen 


219857548 


22768 
cales; 


monadace 


219857525 


ete sequ 
Actinomy 


219857524 
2307079 23085 


bac 
219878191 


bac 
219878190 


ero 


bac 
219878171 


eae 
219878153 


myc 


Act 


Actin 


Actinomycet 


ridae; Actin 


M 
219857526 
2303983 23054 


ref|NR_025361.1 
16 Arthrobacter albus Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_025356.1| Thiocapsa litoralis 
04 Thiocapsa litoralis Bacteria; 
Thiocapsa. 
ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref |NR_025334.1| Obesumbacterium 
96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
bacteriales; Enterobacteriaceae; 


Arthrobacter albus 


’ 


Buttiauxella brennerae 
50 Buttiauxella brennerae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025310.1| Rothia nasimurium 
53 2036233 Rothia nasimurium Bacteria; 
; Micrococcaceae; Rothia. 
ref|NR_025292.1| Streptomyces 

2056438 2057920 Streptomyces 
etales; Streptomycineae; 


ref |NR_025328.1 


ref|NR_025291.1 
2057971 205946 
inomycetales; St 


Streptomyces 
9 Streptomyces 
reptomycineae; 


ref|NR_025231.1 
2138615 214004 
omycetales; Pseu 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 
eae; Pseudonocardiaceae; Prauserella. 
ref |NR_025208.1] Rhodococcus 

2173451 2174859 Rhodococcus 
ales; Corynebacterineae; 


ref|NR_025167.1 

2229404 223086 
eriales; Neisser 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025147.1 
ce 2259931 226145 
omycetales; 


Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Streptomyces 

2 Streptomyces 
Streptomycineae; 


ref|NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 


Methylomicrobium 
omicrobium buryatense 
; Methylomicrobium. 
ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 
ae; Xenophilus. 
ref|NR_025113.1 
ence 230551 
ceta Coryneb 


Tsukamurella 
7 2307028 Tsukamurella 
les; acterineae; 


ref|NR_025112.1| Pigmentiphaga kullae 


219857445 


60 Pigmentiphaga 


ligenaceae; Pigmentiphag 


kullae Bacteria; 
a. 


ref|NR_025033.1 
2421026 242250 


Rhodococcus 
2 Rhodococcus 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


strain ATCC 33531 
Bacteria; 


strain ATCC 19624 
Proteobacteria; 


strain DSM 43194 


strain ATCC 51603 
Proteobacteria; 


strain CDC 0876-5 
Bacteria; 


strain CDC 2991-8 
Proteobacteria; 


Proteobacteria; 


strain ATCC15947 
Bacteria; Proteob 


strain JCM1680 16 
Proteobacteria; 


strain JCM1679 16 
Proteobacteria; 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


243698 Bacteria_16S 


strain Lp2 16S ri 


strain S-1 16S ri 
Proteobacteria; G 


243698 Bacteria_16S 


strain CM-10 16S 
Actinobacteria; A 


243698 Bacteria_16S 


strain CM-01 16S 
Actinobacteria; A 


243698 Bacteria_16S 


tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae 


243698 Bacteria_16S 


strain IAM 14851 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
2906064 2905973 4 93 gi 
1 16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Cory 
2927404 2927325 1 79 gi 
ATCC 19193 16S ribosomal RNA, partial 

a; Proteobacteria; Gammaproteobacteria 
2948593 2948510 12 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2950081 2949998 12 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2951582 2951499 12 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


243698 Bacteria_16S 


strain SJS0289-JS 
Actinobacteria; A 


243698 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


243698 Bacteria_16S 


strain JCM1235 
Proteobacteria; 
243698 Bacteria 
strain JCM1237 16 
Proteobacteria; G 
243698 Bacteria 
strain JCM1234 16 
Proteobacteria; G 


16 
G 


Proteob 
243698 Bacteria_16S 


B 


G 
243698 Bacteria_16S 


Proteob 
243698 Bacteria_16S 


G 
243698 Bacteria_16S 


strain T7 16S rib 
B 


G 
243698 Bacteria_16S 


G 
243698 Bacteria_16S 


16S 


16S 


Rhodococcus. 
243698 Bacteria_16S 


2462129 2462046 12 93 gi 
16S ribosomal RNA, partial sequence 


2546219 2546136 12 93 gi 
16S ribosomal RNA, partial sequence 
2610778 2610687 4 


93 gi 


2620107 2620024 12 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2635236 2635153 12 93 gi 
8 16S ribosomal RNA, partial sequence 


2636800 2636717 12 93 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2743624 2743541 12 93 gi 
osomal RNA, partial sequence 
2762856 2762773 12 


93 gi 


2764372 2764289 12 93 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2765888 2765805 12 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2776596 2776505 4 93 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2814150 2814059 4 93 
bosomal RNA, partial sequence 


gi 


v 


gi 


2892387 2892304 12 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2893937 2893846 4 93 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2895432 2895341 4 93 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2896926 2896835 4 93 gi 
train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycetocola. 

2901464 2901373 4 


gi 


Micr 
gi 


v 


93 gi 


243698 Bacteria_ 
strain JCM6051 16 


16S 


acteria; Gammaproteobacteria; Enteroba 


etaproteobacteria; Burkholderiales; Co 
243698 Bacteria_16S 


acteria; Gammaproteobacteria; Enteroba 


2743252 27 
etaproteobacteria; Burkholderiales; Co: 
243698 Bacteria_16S 
16S ribosomal RNA, partial sequence 2762542 27 
acteria; Gammaproteobacteria; Enteroba 
243698 Bacteria_16S 
2763991 27 


2765507 27 


219857408 


cteriales; 
219857346 


mal 
219857258 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
243698 Bacteria_16S 


do 
219857252 


E 
219857234 


cteriales; 
219857233 


E 
219857158 


mamonad 
219857142 
639 
cteriales; 
219857141 
654 
Entero 
219857140 
669 
Entero 
219857132 
sequence 
Actinomyc 


219857107 


2813767 28152 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 


oc 
219856861 


2892009 28935 
Vv 


onaceae; 
219856860 


2893553 28949 


ococcineae 
219856859 


2895048 28964 


ococcineae 
219856858 
sequence 
dae; Actin 


219856855 


16S ribosomal RNA, partial sequence 2901061 29025 


ococcineae 
219856852 
29056 
nebacterin 
219856838 
sequence 

; Oceanosp 


219856824 


2948221 29496 


Enterobac 
219856823 


2949709 29511 


Enterobac 
219856822 


2951208 29526 


Enterobac 


2953080 2952997 12 93 gi 
S ribosomal RNA, partial sequence 


24617 


25458 
monadace 


nocardin 


26197 
nterobac 


26348 


26364 


nterobac 


447 
ace 


bac 


bac 


occineae; 


ref |NR_024996.1 
40 2463175 Raoul 
Enterobacteria 
ref |NR_024934.1 


ae; 
ref 


Hylemonella. 
NR_024889.1 


eae; Pseudonoca 
ref |NR_024883.1 
36 2621149 Kluyv 
teriaceae; Kluy 
ref |NR_024862.1 
42 2636362 Citro 
Enterobacteria 
ref|NR_024861.1 
13 2637923 Citro 
teriaceae; Citr 
ref |NR_024786.1 


Delftia. 
NR_024770.1 


ae; 
ref 


Ent 
ref 


erobacteriac 
NR_024769.1 


teriaceae; 
ref|NR_024768.1 
72 Edwardsiella 
teriaceae; Edwa 
ref|NR_024760.1 

2776208 277769 
etales; Strepto 


ref|NR_024735.1 
09 Tetrasphaera 
; Intrasporangia 
ref |NR_024680.1 


ibri 
ref 


oO. 
NR_024679.1 
> Mi 
ref 


crobacteriac 
NR_024678.1 
; Microbacteriac 
ref|NR_024677.1 

2896542 289798 
omycetales; Micr 


ref |NR_024674.1 


; Microbacteriac 
ref |NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref |NR_024657.1 

2927022 292847 
irillales; Marin 
ref|NR_024643.1 
58 Enterobacter 
teriaceae; Enter 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 


219856821 


t 
c 


37 2547323 Hylemo 


e 
Vv 


b 
c 


b 
° 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Hylemonella gracilis 
nella gracilis Bacteria; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
r 


diaceae; Prauserella. 
Kluyvera georgiana 
ra georgiana Bacteria; 
era. 
Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 
Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Edwardsiella tarda 


40 Edwardsiella tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


56 Edwardsiella ictaluri Bacteria; 
Edwar 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 
xr 


dsiella. 
Streptomyces 
6 Streptomyces 


mycineae; 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 
ococcineae; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Williamsia maris 

msia maris Bacteria; 
eae; Williamsia. 
Marinospirillum 

7 Marinospirillum 
ospirillum. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 


ref|NR_024640.1 


Enterobacter asburiae 


2952708 2954129 Enterobacter asburiae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


cloacae complex. 


243698 Bacteria_1 
macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 
243698 Bacteria 1 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 
243698 Bacteria_1 
strain 801 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 
polyisoprenivoran 
polyisoprenivoran 
Gor 
243698 Bacteria_16S 


Gordoniaceae; 


strain HKI 0136 1 


Bacteria; 


falsenii CCUG 336 


Bacteria; Actinob 


Corynebacterium. 


243698 Bacteria_16S 
CECT 4600 16S rib 
G 
243698 Bacteria_16S 


Proteobacteria; 


strain ATCC 13313 
Proteobacteria; 


strain ATCC 29903 
Proteobacteria; 


strain DSM 44140 


G 
243698 Bacteria_16S 


G 
243698 Bacteria_16S 


6S 2977357 2977266 4 93 gi 

ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

6S 2978889 2978798 4 93 gi 


rain A1484 16S ribosomal RNA, partial 


v 


Streptomyces. 
6S 3006371 3006280 4 93 
bosomal RNA, partial sequence 


, 


gi 


3022921 3022830 4 93 gi 


donia. 


3039649 3039558 4 93 gi 


3074316 3074237 1 79 gi 
acteria; Betaproteobacteria; Rhodocycl 
3148023 3147932 4 93 gi 


3227056 3226973 12 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3270833 3270750 12 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3272371 3272288 12 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3321058 3320967 4 93 gi 


93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


243698 Bacteria_1 


strain DSM 44015 
Bacteria; Actinob 


243698 Bacteria_1 


strain DSM 20119 


6S 3380531 3380440 4 93 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
6S 3401657 3401566 4 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria 1 


strain DSM 20138 


6S 3403195 3403104 4 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria_16S 


histidinolovorans 
histidinolovorans 


3404727 3404636 4 93 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


243698 Bacteria_16S 


strain DSM 20116 


3406253 3406162 4 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria_16S 


strain DSM 20315 


3452537 3452446 4 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria_16S 


protophormiae str 
protophormiae Bac 


3458616 3458525 4 93 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


243698 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


3460136 3460045 4 93 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


Micrococcaceae; Arthrobacter. 


243698 Bacteria_16S 


strain DSM 20546 


3461657 3461566 4 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria_16S 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 


3463180 3463089 4 93 gi 


n A1201 16S ribosomal RNA, partial seq 


cteria; Actinobacteria; Actinobacterid 


s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 


cda-1 16S ribosomal RNA, partial sequ 


51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


219846938 
uence 
Actinomyc 


219846937 
sequence 
ae 


’ 


219846919 


3005987 30074 
occineae 


oc 
219846908 
1 sequence 
eridae; Ac 


219846896 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243698 Bacteria_16S 
limneticum strain 
Proteob 
243698 Bacteria_16S 


nebacterin 
219846872 
ence 30739 
ales; 
219846823 
31476 
Cory 


ales; 


219846769 


3226672 32281 
Vv 


onaceae; 
219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846705 


16S ribosomal RNA, partial sequence 3320684 33221 


nebacterin 
219846662 
33801 
ales; Cory 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


oc 
219846642 
artial seq 
ridae; Act 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 


ococcineae 
219846608 


16S ribosomal RNA, partial sequence 3452140 34536 


ococcineae 
219846603 
al sequenc 
e; Actinom 


219846602 
te sequenc 
ae; Actino 


, 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 


Actino: 


Rhod 


occineae; 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
etales; Streptomycineae; 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


Streptomyces 
0 Streptomyces 
tomycineae; 


ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 
; Microbacteriaceae; Frigoribacterium. 
ref|NR_026500.1| Gordonia 

3022528 3023984 Gordonia 
tinomycetales; Corynebacterineae; 


ref|NR_026488.1| Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026464.1| Ferribacterium 

12 3075441 Ferribacterium limneticum 
ocyclaceae; Ferribacterium. 
ref|NR_026415.1| Corynebacterium 

42 3149116 Corynebacterium falsenii 
nebacterineae; Corynebacteriaceae; 


ref|NR_026361.1| Vibrio tapetis strain 
43 Vibrio tapetis Bacteria; 

ibrio. 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shigella. 

ref|NR_026297.1| Gordonia hirsuta 

44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026254.1| Gordonia hydrophobica 
49 3381618 Gordonia hydrophobica 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_026236.1| Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026235.1| Arthrobacter ilicis 
85 Arthrobacter ilicis Bacteria; 

3 Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

uence 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 


ref|NR_026233.1| Arthrobacter aurescens 
45 Arthrobacter aurescens Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026200.1| Micrococcus lylae 

11 Micrococcus lylae Bacteria; 

; Micrococcaceae; Micrococcus. 
ref|NR_026195.1] Arthrobacter 

e 3458220 3459692 Arthrobacter 

ycetales; Micrococcineae; 


, 


v 


ref |NR_026194.1 
e 3459743 346121 
mycetales; Micro 


Arthrobacter 
0 Arthrobacter 
coccineae; 


ref|NR_026193.1 
33 Arthrobacter 


Arthrobacter ramosus 
ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

3462784 3464255 Arthrobacter 


polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


243698 Bacteria_16S 
strain DSM 20545 


3464703 3464612 4 93 


243698 Bacteria_16S 3466226 3466135 4 93 


nicotianae strain 


Arthrobacter. 
243698 Bacteria_16S 3473837 3473746 4 93 
strain : DSM43338 16S ribosomal RNA, complete sequence 


16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


DSM 20123 16S ribosomal RNA, partial 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; 


219846599 |ref 


gi 


219846598 |ref 


gi 


219846593 |ref 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


243698 Bacteria_16S 3485949 3485858 4 93 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 3493662 3493571 4 
municipale strain 


93 


Pseudonocardiaceae; Thermocrispum. 
243698 Bacteria_16S 3504007 3503916 4 
strain DSM 43045 


93 


243698 Bacteria_16S 
strain Milford 74 
Proteobacteria; 
243698 Bacteria_16S 3560707 3560624 12 93 
strain 717 16S ribosomal RNA, partial sequence 
Proteobacteria; 
243698 Bacteria_16S 
80 16S ribosomal 


3557712 3557629 12 93 


3563713 3563630 12 
RNA, partial sequence 


93 


243698 Bacteria_16S 3639486 3639395 4 93 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 3650152 3650074 2 79 
strain VKM-14L 16S ribosomal RNA, partial sequence 
Proteobacteria; 
243698 Bacteria_16S 
strain HK 204 16S 
Proteobacteria; 
243698 Bacteria_16S 
strain 1846 16S 
Proteobacteria; 
243698 Bacteria_16S 3962702 3962619 12 93 
strain FR2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
243698 Bacteria_16S 
daepoensis strain 
daepoensis Bacteria; 
Marinobacter. 
243698 Bacteria_16S 
HDS1-1 16S ribosomal 


3668539 3668456 12 93 
ribosomal RNA, partial sequence 


3674567 3674484 12 93 
ribosomal RNA, partial sequence 


4019020 4018926 1 93 


4046392 4046309 12 
RNA, partial sequence 


93 


243698 Bacteria_16S 
strain JC1078 16S 


4053834 4053743 4 93 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


243698 Bacteria_16S 4058371 4058280 4 93 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 405944 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Citricoccus. 
243698 Bacteria_16S 4103617 4103534 12 
HT 2-1 16S ribosomal RNA, partial sequence 


93 


243698 Bacteria_16S 4115713 4115622 4 
strain W4937 16S ribosomal RNA, 


93 
partial sequence 
243698 Bacteria_16S 


4124977 4124886 4 93 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocur 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


243698 Bacteria_16S 4186380 4186297 12 93 
strain G3-29 16S ribosomal RNA, partial sequence 


DSM 44069 16S ribosomal RNA, partial 
municipale Bacteria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


3563299 3564734 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Gammaproteobacteria; Enterobacteriales; 


SW-156 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


219846585 |ref 


gi 


219846580 
sequence 


gi ref 


gi|219846573|ref 


gi|219846537|ref 


219846535 |ref 


gi 


79 Arthrobacter 
Micrococcaceae; 


sequence 3465830 346730 
Actinomycetales; 


3485550 348706 


Actinomycetales; Streptomycineae; 


3493260 349458 
Actinomycetales; 


3557298 3558733 Vibrio 
Vibrio. 


NR_026191.1 


NR_026190.1 


NR_026185.1 


NR_026177.1 


NR_026172.1 


Pseudonoc 


NR_026165.1 


NR_026129.1 


NR_026127.1 


Arthrobacter pascens 


pascens Bacteria; 


Arthrobacter. 
Arthrobacter 
1 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Rhodococcus ruber 


3473444 3474924 Rhodococcus ruber Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Streptomyces 
6 Streptomyces 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
Microbacteriac 


eae; Agromyces. 
Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio orientalis 


3560299 3561764 Vibrio orientalis Bacteria; 


219846533|ref 


gi 


gi| 219846479 |ref 


gi| 219846471 |ref 


3649747 3651235 Methylocaldum 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methyloca 


gi| 219846458 |ref 


Vibrio 


o nereis Bacteri 


Actinomycetales 


NR_026125.1 


NR_026071.1 
363910 


NR_026063.1 


NR_026049.1 


Vibrio nereis strain 
a; Proteobacteria; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Erwinia persicina 


3668184 3669639 Erwinia persicina Bacteria; 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi|219846454|ref 


Erwin 
NR_026045.1 


Deis 
Pantoea ananatis 


3674212 3675666 Pantoea ananatis Bacteria; 


gi|219846250|ref 


Enterobacteriaceae; 


Panto 
NR_025840.1 


ea. 
Rhodoferax fermentans 


3962329 3963785 Rhodoferax fermentans Bacteria; 


Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi|219846210|ref 


gi| 219846189 |ref 


4045996 4047515 Vibrio ez 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi| 219846184 |ref 


4018632 402012 
Alteromonadales; 


Rhodoferax. 
NR_025800.1 


Altero 


NR_025779.1 
urae Bacteri 


NR_025774.1 


Marinobacter 
7 Marinobacter 
monadaceae; 


Vibrio ezurae strain 
a; Proteobacteria; 


Serinicoccus marinus 


4053509 4054929 Serinicoccus marinus Bacteria; 


gi| 219846181 |ref 


gi|219846150|ref 


4103238 4104753 Vibrio gallicus Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi|219846140|ref 


Intrasporangia 


Actinomycetales; 


NR_025771.1 
Micro 


NR_025740.1 


NR_025730.1 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 
coccineae; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Rhodococcus gordoniae 


4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi| 219846133 |ref 


219846085 |ref 


gi 


ia marina Bacter 
Kocuria. 


Nocardiacea 
NR_025723.1 


e; Rhodococcus. 
Kocuria marina strain 
ia; Actinobacteria; 


NR_025675.1 


Vibrio superstes 


4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


243698 Bacteria_ 


thermodepolymeran 
thermodepolymeran 


Schlegelella. 
243698 Bacteria_ 


nitratireducens s 
nitratireducens B 


16S 4189440 4189357 12 93 gi 


s Bacteria; Proteobacteria; 


16S 4205983 4205904 1 79 gi 


s strain K14 16S ribosomal RNA, partia 
Betaproteo 


train ALEN 2 16S ribosomal RNA, partia 


219846083 
bacteria; 


219846071 


1 sequence 


1 sequence 


ref 


rs 


ref 


Burk 


4205616 42070 


NR_025673.1 
189049 41905 


holderiales; 


NR_025661.1 


6 


3 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Thioalkalivibrio 
5 Thioalkalivibrio 


acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 
243698 Bacteria_16S 47225 47131 1 93 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
243698 Bacteria_16S 118693 118599 1 93 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 
243698 Bacteria_16S 136901 136807 1 93 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
243698 Bacteria_16S 138460 138366 1 93 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
243698 Bacteria_16S 139989 139895 1 93 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
243698 Bacteria_16S 170461 170367 1 93 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
243698 Bacteria_16S 222573 222503 1 vk gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
243698 Bacteria_16S 236237 236143 1 93 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
243698 Bacteria_16S 251679 251585 1 93 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 
243698 Bacteria_16S 266585 266491 1 93 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 
243698 Bacteria_16S 289231 289137 1 93 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
243698 Bacteria_16S 583789 583695 1 93 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 
243698 Bacteria_16S 612536 612442 1 93 gi|265678643|ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
243698 Bacteria_16S 683686 683592 1 93 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
243698 Bacteria_16S 727766 727696 1 71 gi| 265678563 |ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
243698 Bacteria_16S 757201 757107 1 93 gi| 265678541 |ref|NR_028845.1] Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
243698 Bacteria_16S 812442 812348 1 93 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
243698 Bacteria_16S 823026 822932 1 93 gi|265678497|ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
243698 Bacteria_16S 873199 873105 1 93 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
strain N-1 16S ribosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
243698 Bacteria_16S 928268 928174 1 93 gi| 265678426 |ref|NR_028728.1| Roseovarius 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseovarius nubinhibens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 
243698 Bacteria_16S 994589 994495 1 93 gi|265678381|ref|NR_028683.1| Acidaminobacter 


hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 


hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. 


Sedis; Acidaminobacter. 


243698 Bacteria_ 


strain TO-931 16S 
Clost 


Firmicutes; 
243698 Bacteria_ 


ATCC 43969 16S ri 
Proteob 


Bacteria; 


243698 Bacteria_16S 
ATCC 43970 16S ri 
Proteob 


Bacteria; 


243698 Bacteria_16S 
13501 16S ribosomal RNA, 


Proteobacteria; 


strain LMG 20598 
Proteobacteria; 


Sanguibacter. 


243698 Bacteria_16S 
strain STM815 16S 
Proteob 
243698 Bacteria_16S 
AMMD 16S ribosoma 
B 


Bacteria; 


Proteobacteria; 
complex. 


243698 Bacteria_16S 
strain SW32 16S r 
G 
243698 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 


Proteobacteria; 


Roseisalinus. 


243698 Bacteria_16S 
bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 
243698 Bacteria_16S 
margaritifer stra 
margaritifer Bact 


Tepidiphilus. 


243698 Bacteria_16S 
strain NF23 16S r 
G 
243698 Bacteria_16S 
paurometabola str 


Proteobacteria; 


paurometabola Bac 
Cellulomonadaceae 


243698 Bacteria_16S 


strain DSM 46000 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


243698 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


243698 Bacteria_16S 


strain LMG 1945, 
Proteobacteria; B 


243698 Bacteria_16S 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 


Proteobacteria; B 


243698 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


243698 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


B 
243698 Bacteria_16S 


B 
243698 Bacteria_16S 
DSM 10542 16S rib 
Bacteria; Actinob 


acteria; Betaproteobacteria; Burkholde 
1472798 1472704 1 93 gi 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


1483547 1483453 1 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1610672 1610578 1 93 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


gi 


1625762 1625668 1 93 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Arsenicicoccus. 

1686590 1686496 1 93 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 


s 
Ac 


1723437 1723343 1 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1805308 18052141 93 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1806846 1806752 1 


gi 


al 
e; 


’ 


93 gi 
oc 
1835775 1835681 1 93 
ain Chol-1S 16S ribosomal RNA, 
teria; Proteobacteria; 


gi 
complet 
Betaproteobacte 


e 
ise 


1897113 1897019 1 93 


gi 
etaproteobacteria; Burkholderiales; Al 
1898655 1898561 1 93 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1946903 1946809 1 93 gi 


ca 


ne 
ca 


etaproteobacteria; Burkholderiales; Al 
1954488 1954398 5 93 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1972498 1972404 1 93 


ca 


al 


’ 


gi 


riales; 
224581402 
1472412 1473865 Burkh 
rkholderia 


219857506 
1483159 14846 
H 
219878469 
ue 
ia 


219878459 


219878417 
eq 
ia; 


219878392 
1723051 17245 
or 
219878332 


219878331 
16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria_16S 219878311 


219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
219878264 


219878230 


219878225 


219878213 


rkho 

ref 
olde 
ceae 


Bu lderiaceae; 
NR_024882.1 
ria ambifari 


Burkholder 


v 


ref |NR_025094.1 


alomonadaceae; Kushneria 
ref|NR_025608.1 

1610323 161174 
acterales; Rhodo 


nce 
Rhodob 


, 


ref|NR_025598.1 
1625384 162685 
tales; Micrococc 


equence 
tinomyce 


ref|NR_025556.1 
1686206 168766 
enophilales; Hyd 


uence 
; Hydrog 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025471.1 
sequence 1804913 180639 
Actinomycetales; Microc 


axellace 


ref|NR_025470.1 


; Cellulomonadac 
ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


occineae 


sequence 
a; Rhodo 


ref |NR_025404.1 


ligenaceae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025369.1 


e 18982 
ligenace 


ligenaceae; Bordetella. 
ref|NR_025364.1 
e 1954098 195552 


cetales; Actinom 


sequenc 
Actinomy 


Incertae 


16S 1100501 1100407 1 93 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 1185290 1185196 1 93 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 

bosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

1189823 1189729 1 93 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
bosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

1192861 1192767 1 93 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 

complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1283184 1283090 1 93 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1348852 1348758 1 93 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
osomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 

1386535 1386441 1 93 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 

ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 


Burkholderia. 
Burkholderia ambifaria 

a AMMD Bacteria; 

ia; Burkholderia cepacia 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Psychrobacter fozii 
fozii Bacteria; 
a 
Oerskovia 
8 Oerskovia 
occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Actinomyces 
0 Actinomyces 
ycineae; 


ref|NR_025352.1 


ibosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; Cl 


ostridium. 


Clostridium akagii 


1972100 1973591 Clostridium akagii Bacteria; 


243698 Bacteria_16S 
strain DSM 176 16 
Proteobacteria; 
243698 Bacteria_16S 


broegbernensis strain B1616/1 16S ribosomal RNA, partia 
broegbernensis Bacteria; 


Pseudoxanthomonas. 
243698 Bacteria_16S 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; 


Stenotrophomonas. 
243698 Bacteria_16S 
defragrans strain 
Bacteria; 
243698 Bacteria_16S 


S ribosomal RNA, 


2024613 2024519 1 


2041321 2041228 1 
Proteobacteria; 
2042879 2042786 1 
Proteobacteria; 


2073610 2073516 1 


2085899 2085805 1 


93 


complete sequence 2024259 20 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


93 


93 


Gammaproteobacteria; 


93 


54Pin 16S ribosomal RNA, partial sequence 20 
Proteobacteria; Betaproteobacteria; Burkholderi 


93 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; 
243698 Bacteria_16S 
sibiricum strain 
Bacteria; Firmicutes; 
243698 Bacteria_16S 

strain AU2944 16S 
Proteobacteria; 
243698 Bacteria_16S 
strain KMM 3582 1 
Proteobacteria; 
243698 Bacteria_16S 


Z-7981 
riboso 
Betaproteobacteria; 


6S ribo 
Gammapro 


2104216 2104122 1 


Clostridia; 
2122340 2122246 1 


2188947 2188853 1 


2194989 2194895 1 


Gammaproteobacteria; Oceanospirillales; 


93 


93 


mal RNA, partial sequence 
Burkholderiales; 


93 


93 


gi|219878179 


219878167 
1 


gi 


gi| 219878166 


gi|219878141 
ales; 
gi| 219878132 
2085504 20 


gi|219878117 


16S ribosomal RNA, partial sequence 21038 
Clostridiales; 


Clostridiaceae; 
gi| 219857653 


2121958 21233 
Burkholderiaceae; 


gi| 219857606 


somal RNA, partial sequence 2188558 21900 
teobacteria; Alteromonadales; 


gi|219857602 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 


maanshanensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
243698 Bacteria_16S 


2263458 2263364 1 


93 


gi| 219857557 


venustensis strain ISO04 16S ribosomal RNA, partial sequence 22630 


Bacteria; 
243698 Bacteria_16S 
strain DSM 11853 
Proteobacteria; 

243698 Bacteria_16S 


campinensis strain WS2 16S ribosomal RNA, partial sequence 


Bacteria; 
243698 Bacteria_16S 
strain LMG 16225 
Proteobacteria; 

243698 Bacteria_16S 


versutus strain AL2 16S ribo 
Proteobacteria; 


Bacteria; 
243698 Bacteria_16S 


beliardensis strain Montbeli 


beliardensis Bacteria; 
243698 Bacteria_16S 
berrensis strain CTT3 
Bacteria; Firmicutes; 
243698 Bacteria_16S 


2274209 2274115 1 


2275743 2275649 1 


2384632 2384538 1 


2471316 2471222 1 


2502815 25027211 


Proteobacteria; 
2507418 2507324 1 


16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
2674614 2674520 1 


93 


93 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


93 


93 


somal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; 


93 


93 


93 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi|219857550 


16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


219857549 
22753 


gi 


gi|219857470 


16S ribosomal RNA, partial sequence 2384259 23857 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


gi] 219857402 


ard Al 16S ribosomal RNA, partial sequenc 
Gammaproteobacteri 


2470921 2472353 Thioal 
Ectothiorhodospirace 
gi|219857380|ref|NR_024968.1 

e 250240 

a; Legionellales; Legion 
gi|219857372|ref|NR_024960.1 
2507000 2508520 Thermo 

Clostridiaceae; Thermohalobacter. 
gi| 219857206 |ref|NR_024834.1 


subterraneus strain C55 16S ribosomal RNA, partial sequence 26742 


Bacteria; 
243698 Bacteria_16S 


2714953 2714859 1 


Proteobacteria; Betaproteobacteria; Thiobacter. 


93 


gi|219857178 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 


okhotskensis Bacteria; 
Psychrobacter. 
243698 Bacteria_16S 
strain SM2-1 16S 
Proteobacteria; 

243698 Bacteria_16S 


Proteobacteria; 


2733283 2733189 1 


2734773 2734679 1 


Gammaproteobacteria; 


93 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


93 


gi|]219857165 
2732909 27343 

Shewanellac 
gi|219857164 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 


schlegeliana Bacteria; 
243698 Bacteria_16S 


marinintestina strain IK-1 16S ribosomal RNA, partial s 
marinintestina Bacteria; 


Shewanella. 
243698 Bacteria_16S 


Proteobacteria; 
2736263 2736169 1 


Proteobacteria; 


2835390 2835296 1 


Gammaproteobacteri 


93 


a; Alter 
219857163 
equence 


gi 


Gammaproteobacteria; Alt 


93 


gi| 219856900 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 


Bacteria; 
243698 Bacteria_16S 


2918387 2918293 1 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


93 


Bu 


257 


sequence 


Gammaproteobacteria; Xanthomonadales; 


Xanthomonadales; 


732 
Alcaligenaceae; 


870 
Alcanivoracaceae; 


Actinomycetales; 


Burkho 


Pseudomonadales; 


ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025306.1 

2040918 20424 


ref|NR_025305.1 
2042490 204400 


ref|NR_025280.1 
26 2074709 Caste 


ref|NR_025271.1 


ref|NR_025256.1 
Anoxynatronum. 
ref|NR_025242.1 


Ralstonia. 
ref|NR_025195.1 
Shewanella. 
NR_025190.1 
194621 219603 


ref 
2 


ref|NR_025145.1 
Alc 
ref|NR_025138.1 
Cupriavidu 
ref |NR_025137.1 
59 2276842 Cupria 
lderiaceae; 
ref|NR_025058.1 
30 Burkholderia 
Burkholder 
NR_024990.1 


ref 


15 2675666 Thioba 


ref|NR_024806.1 

2714566 271605 
Mora 
ref|NR_024793.1 
eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; Shew 
ref |NR_024791.1 

2735889 273732 
eromonadales; 


ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 


gi| 219856844 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 


3 
Xanthomonadaceae; 


1 
Ca 


Isochromatium buderi 
buderi Bacteria; 


Pseudoxanthomonas 


9 Pseudoxanthomonas 


Stenotrophomonas 
2 Stenotrophomonas 


Xanthomonadaceae; 


Castellaniella 
laniella defragrans 
stellaniella. 

Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Anoxynatronum 


27 2105235 Anoxynatronum sibiricum 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 
Shewanellaceae; 


Rhodococcus 
1 Rhodococcus 


Corynebacterineae; 


Alcanivorax 


50 2264581 Alcanivorax venustensis 
anivoracaceae; 


Alcanivorax. 
Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Cupriavidus 

vidus campinensis 
Cupriavidus. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Thermohalobacter 
halobacter berrensis 


Thiobacter 
cter subterraneus 


Psychrobacter 
7 Psychrobacter 


xellaceae; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
anellaceae; 
Shewanella 
8 Shewanella 


Shewanella. 


Shewanellaceae; 


Burkholderia 
lderia kururiensis 
Burkholderia. 


ref|NR_024663.1 
2918000 291946 


Hydrogenophilus 
0 Hydrogenophilus 


thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; 


Hydrogenophilus. 


243698 Bacteria_16S 


strain LS-13 16S 
Proteobacteria; 


243698 Bacteria_16S 


strain 441-1 16S 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


243698 Bacteria_16S 3327166 3327072 1 93 gi|219846700|ref|NR_026292.1 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 332823 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Micromonosporaceae; Dactylosporangium. 

243698 Bacteria_16S 3328685 3328591 1 93 gi|219846699|ref|NR_026291.1 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactyl 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Dactylosporangium. 
243698 Bacteria_16S 


thailandense DSM 


Bacteria; Actinob 
Dactylosporangium. 
243698 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; 


strain DSM 9580 1 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Actino: 
243698 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


243698 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


243698 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


243698 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


243698 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


243698 Bacteria_16S 


strain DSS12 16S 


Proteobacteria; G 


243698 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


Gammaproteobacteria; Legionellales; Leg 
243698 Bacteria_16S 
caribensis strain 
caribensis Bacter 
243698 Bacteria_16S 
strain LLAP12 16S 
Proteob 
243698 Bacteria_16S 
strain L2 16S rib 


B 
243698 Bacteria_16S 


G 
243698 Bacteria_16S 


ribosomal RNA, partial sequence 


osomal RNA, partial sequence 
io 
3325645 3325551 1 93 gi 

43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


3342298 33422041 93 gi 
43158 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycetal 
3349914 3349820 1 


93 gi 


etaproteobacteria; Burkholderiales; Burk 
3351454 3351360 1 93 gi 


3412383 3412293 5 93 gi 
16S ribosomal RNA, partial sequence 


3428682 3428588 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3642583 3642489 1 93 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 

; Kitasatospora. 

3718251 37181611 89 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


s 


eq 
a; 


3815810 3815716 1 93 gi 
rain R3 16S ribosomal RNA, partial seque 
cteria; Proteobacteria; Gammaproteobacte 
3834007 3833913 1 


93 gi 


a; Neisseriales; Neisseriaceae; Kingella 
3950697 3950603 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3953757 3953663 1 93 gi 
ain W4 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhodobacte 


io 


2991113 2991019 1 93 gi|219846929|ref|NR_026521.1 
ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter 
Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

2992604 2992510 1 93 gi|219846928|ref|NR_026520.1 


2992209 29936 
nellaceae; 


3267345 32688 
Gammaproteobacteria; Legionellales; Leg 
243698 Bacteria_16S 
roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 


es; 


es; 


219846689 
33419 
Micromonosporineae; 


e 
es; 


219846684 
6S ribosomal RNA, partial sequence 3349528 33510 


219846424 


uence 


219846352 


nce 
ria; 


219846339 
somal RNA, partial sequence 3833603 3835009 Ruminococ 


ridiales; Ruminococcaceae; Ruminococcus. 
3890504 3890421 12 93 gi|219846301|ref|NR_025891.1 
3890099 3891585 Kingella oralis Bacte 


219846258 
3950287 39517 
hewanellac 
219846256 
ce 39533 


rales; 


243698 Bacteria_16S 


strain MB-G2 16S 


3955196 3955102 1 93 gi 
ribosomal RNA, partial sequence 


219846255 
3954838 3956224 Rhodovulum strictum Bacteria; 


Micromonosporineae; 


Chromat 


Chromat 


Legionella. 


Legionella. 
ref |NR_026293.1 
49 3326720 Dactyl 


ref|NR_026281.1 
03 3343371 Dactyl 


ref|NR_026276.1 
Paucimona 
ref|NR_026275.1 
Microbacteriac 
ref|NR_026228.1 
06 3413422 Actino 
Actinomycetace 
ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref |NR_026069.1 

3642181 364366 
etales; 


ref|NR_026015.1 
3717841 371934 
iales; Halothiob 


NR_025943.1 
3815400 381690 
iales; Halot 
f 


ref|NR_025929.1 


cus albus 7 


ref|NR_025848.1 
eae; Shewanella 
ref|NR_025846.1 
99 3954787 Rhodov 

, 


Rhodobacteraceae 


Hydrogenophilaceae; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


3077376 3077282 1 93 gi|219846870|ref|NR_026462.1| Burkholderia 
MWAP64 16S ribosomal RNA, partial sequence 3076975 3078406 Burkholderia 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
3266320 3266226 1 93 gi|219846743|ref|NR_026335.1| Legionella drancourtii 
ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 
acteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
3267738 3267644 1 93 gi|219846742|ref|NR_026334.1| Legionella lytica 


25 Legionella lytica Bacteria; 
nellaceae; 
219846701 
ce 33252 
Micromonosporineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


Micromonosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
holderiaceae; 
219846683 
6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
243698 Bacteria_16S 


Ss. 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 
occineae; 
219846636 
34120 
mycineae; 
219846625 
34282 
hewanellac 
219846477 
equence 
Actinomyc 


eae; Agrococcus. 
Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Shewanella benthica 
ella benthica Bacteria; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Halothiobacillus 
3 Halothiobacillus 


hiobacillaceae; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Kingella oralis strain 
ria; Proteobacteria; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 


ref|NR_025845.1 


Rhodovulum strictum 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


243698 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


243698 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


243698 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


243698 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


243698 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


243698 Bacteria_16S 


satelles strain V 
satelles Bacteria 


243698 Bacteria_16S 


VKM Ac-1401 16S r 
Actinobacteria; A 


243698 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


243698 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


243698 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


243698 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


243698 Bacteria_16S 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


243698 Bacteria_16S 
6S ribosomal RNA, partial sequence 2436004 24374 


strain DSM 1105 1 
Proteobacteria; B 


243698 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


243698 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


243698 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


243698 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


243698 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


243698 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


243698 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


motogales; 
243698 Bacteria_16S 


4022109 4022015 1 93 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


eq 
ri 


4037358 4037264 1 93 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Th 
4059855 4059761 1 93 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
4100621 4100527 1 93 gi 
n S1 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 
4192544 41924501 93 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; Ba 
783329 783236 2 93 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
911202 911117 10 93 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1491160 1491067 2 93 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1670062 1669969 2 93 gi 
ribosomal RNA, partial sequence 


io 


al 
Esa y 


nc 
le 


ct 


s 
S; 


, 


oc 


os 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

1734012 1733927 10 93 gi| 219878385 |ref|NR_025524.1 
in Mz 5 16S ribosomal RNA, partial sequence 1733638 173507 
eria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Ps 

1787007 1786926 14 93 gi|219878344|ref|NR_025483.1 
n SG 3301 16S ribosomal RNA, partial sequence 1786631 178798 
ria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothio 

2328587 2328502 10 93 gi|219857510|ref|NR_025098.1 
n LMG S-19263 16S ribosomal RNA, partial sequence 2328328 232964 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
; Microbacterium. 

2436356 2436263 2 93 gi|219857430|ref|NR_025018.1 


etaproteobacteria; Burkholderiales; Burk 
2572278 2572185 2 93 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 


3032041 3031948 2 93 gi 


1 
os 


ridiales; Clostridiaceae; Clostridium. 
3157368 3157275 2 93 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3508571 3508486 10 93 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 


eq 
le 


1 
; 


’ 


219846208 


219846198 


219846180 


219846152 


219846080 


265678523 


265678437 


910794 91228 


219846902 


219878428 
1669639 16711 


219857286 


219846901 
somal RNA, partial sequence 3031628 3033115 Clost 


219846817 


219846570 


Actinomy 


ref|NR_025798.1 
4021723 402321 
omonadales; Mora 


uence 
a; Pseud 


ref|NR_025788.1 
4037001 4038390 Thiomo 
monas. 
ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides. 
ref |NR_028827.1 

782926 784381 
piraceae; Shuttl 
ref |NR_028739.1 


sequenc 
a; Burkh 


41002 
Neiss 


e 
S; 


41921 
eroidace 


equence 
Lachnos 


; Microbacteriac 
ref|NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_025567.1 


occineae 


14907 
tridiace 


ceae; Cupriavidu 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref |NR_026493.1 
ridium indolis B 


holderia 


sequence 
tridiale 


ref|NR_026409.1 
3156952 315844 
ospiraceae. 
ref|NR_026162.1 
3508192 350966 
cetales; Microco 


uence 
s; Lachn 


sequence 


3598726 3598633 2 93 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
23079 22995 11 93 gi 
in 265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
451048 450964 11 93 gi 
ribosomal RNA, partial sequence 
Thermotogaceae; Petrotoga. 
565771 565687 11 93 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; 


al 
id 


en 
id 


se 
F 


243698 Bacteria_16S 


strain SL24 16S r 
Thermotogae; 


Thermotogales; 


614050 613966 11 93 
ibosomal RNA, partial sequence 
Thermotogaceae; 


gi 


Petrotoga. 


219846508 
265679048 
265678753 
450666 45216 
265678675 


lavobacter 


265678642 
613678 615152 Petrotoga olearia Bacteria; 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_029356.1 
24226 Clostr 
Clostridium. 
ref|NR_029058.1 


sequenc 
iales; C 


ce 22677 
iaceae; 


ref|NR_028980.1 
565378 566823 
iales; Flavobact 


quence 


ref 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Chitinibacter 
ibacter tainanensis 
ibacter. 
Bacteroides capillosus 
oides capillosus 


Shuttleworthia 
Shuttleworthia 
eworthia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Clostridium 
idium saccharolyticum 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 

Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Microbacterium 
4 Microbacterium 


cineae; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss 
Clostridium 

7 Clostridium 

e; Clostridium. 

Clostridium indolis 

acteria; Firmicutes; 


Desulfotomaculum 
6 Desulfotomaculum 


Microbacterium 
5 Microbacterium 
ccineae; 


Clostridium 

6 Clostridium 
lostridium. 
Clostridium 
idium orbiscindens 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


NR_028947.1 


Petrotoga olearia 


243698 Bacteria_16S 646186 646094 3 
strain CMS90 16S ribosomal RNA, partial 


243698 Bacteria_16S 655018 654924 1 


proteolyticus strain 116 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


proteolyticus Bacteria; 
Psychrobacter. 
243698 Bacteria_16S 
phenolica strain 
Bacteria; 
Pseudoalteromonas. 
243698 Bacteria_16S 
strain LK2-10 16S 


Proteobacteria; 


809353 809258 1 


1047954 1047862 3 


Micromonospora. 
1812939 1812855 11 


93 
sequence 


93 


93 


93 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


93 


gi 


645783 64725 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


gi 


O-BC30 16S ribosomal RNA, partial sequence 80896 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


gi 


1047573 10490 


265678620 


265678613 


Pseu 


265678506 


265678346 


219878327 


ref|NR_028925.1| Arthrobacter roseus 

9 Arthrobacter roseus Bacteria; 

; Micrococcaceae; Arthrobacter. 

ref|NR_028918.1] Psychrobacter 
654656 656081 Psychrobacter 

domonadales; Moraxellaceae; 


ref|NR_028809.1| Pseudoalteromonas 
8 810417 Pseudoalteromonas phenolica 
seudoalteromonadaceae; 


ref|NR_028648.1| Micromonospora eburnea 
49 Micromonospora eburnea Bacteria; 


neae; Micromonosporaceae; 


ref 


243698 Bacteria_16S 
strain SL25 16S ribosomal RNA, partial sequence 
Thermotogales; 
243698 Bacteria_16S 


Thermotogae; 


strain KCTC 12005 


Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 


gi 


Thermotogaceae; Petrotoga. 
2314997 2314914 12 93 gi 
16S ribosomal RNA, partial sequence 


1812567 18140 


219857519 
2314634 2316097 Comamo 
monadaceae; 


243698 Bacteria_16S 2531650 2531556 1 93 


gi| 219857356 


NR_025466.1 


ref|NR_025107.1 


Comamonas. 
ref|NR_024944.1 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Cupriavidus pauculus 


strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 25327 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


243698 Bacteria_16S 
resistens strain 


3114996 3114905 4 


Microbacterium. 


243698 Bacteria_16S 3446299 3446215 11 


strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 
Clostridiaceae; 


Firmicutes; Clostridia; Clostridiales; 
243698 Bacteria_16S 3487518 3487424 1 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


243698 Bacteria_16S 
strain WO-44C 16S 


3575780 3575686 1 


243698 Bacteria_16S 3597161 3597077 11 


lentocellum strain RHM5 16S ribosomal RNA, partial sequence 35967 
Lachnospiraceae; 


Bacteria; Firmicutes; 
243698 Bacteria_16S 


Clostridia; 
3703309 3703225 11 


anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequen 
Flavobacteria; 


anatipestifer Bacteria; Bacteroidetes; 
243698 Bacteria_16S 3888968 3888909 12 
strain N 155 16S ribosomal RNA, partial 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


243698 Bacteria_16S 
strain U 5/41 16S 


4245331 4245248 12 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
243698 Bacteria_16S 381 298 12 93 gi| 265679063 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

243698 Bacteria_16S 1920 1837 12 93 gi| 265679062 


azurea strain NA128 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 


243698 Bacteria_16S 41186 41103 12 


strain Ifremer A365 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


243698 Bacteria_16S 45695 45604 4 


Clostridiales; 


93 


93 


93 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 


93 


93 


a 


sequence 


93 


ribosomal RNA, partial sequence 


93 


93 


strain M069 16S ribosomal RNA, partial sequence 


243698 Bacteria_16S 65546 65455 4 


strain HKI0088 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


243698 Bacteria_16S 103348 103257 4 


strain IMMIB D-1321 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Tsukamurella. 
243698 Bacteria_16S 109356 109265 4 
G33 16S ribosomal RNA, partial sequence 


93 


93 


93 


gi 


DMMZ 1710 16S ribosomal RNA, partial sequence 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


gi 


gi 


3575389 35768 


gi 


219846845 


219846612 


Clostridiu 


219846584 


219846525 


219846509 


49 Cupriavidus pauculus Bacteria; 
ceae; Cupriavidus. 
ref|NR_026437.1| Microbacterium 
3114620 3116080 Microbacterium 
ales; Micrococcineae; Microbacteriaceae; 


ref|NR_026204.1| Clostridium viride 

86 Clostridium viride Bacteria; 

m. 

ref|NR_026176.1| Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
; Cellulomonadaceae; Actinotalea. 
ref|NR_026117.1| Legionella feeleii 
54 Legionella feeleii Bacteria; 

e; Legionella. 
ref|NR_026101.1| Clostridium 

93 3598277 Clostridium lentocellum 
Cellulosilyticum. 


gi|219846434|ref|NR_026025.1| Riemerella 
ce 3702915 3704300 Riemerella 
Flavobacteriales; Flavobacteriaceae; Riemerella. 
gi|219846302|ref|NR_025892.1| Neisseria flavescens 
3888563 3890048 Neisseria flavescens Bacteria; 
Neisseria. 
gi|219722938|ref|NR_024570.1| Escherichia coli 


4244934 42463 


gi 


gi 


45374 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


65168 


gi 


gi 


1539 


265679036 

40774 
onaceae; V 
265679033 
46777 


265679020 
66643 


265678994 
10297 


teriaceae; 


ibrio. 


83 Escherichia coli Bacteria; 

Escherichia. 

ref|NR_029371.1| Saccharomonospora 
1489 Saccharomonospora cyanea 


donocardineae; Pseudonocardiaceae; 


ref|NR_029370.1| Saccharomonospora 
3029 Saccharomonospora azurea 


Pseudonocardineae; Pseudonocardiaceae; 


ref|NR_029344.1 
42243 Vibrio 


Vibrio pectenicida 
pectenicida Bacteria; 


ref |NR_029341.1 
Mycobacterium 


Mycobacterium goodii 
goodii Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_029328.1| Bogoriella caseolytica 
Bogoriella caseolytica Bacteria; 
; Bogoriellaceae; Bogoriella. 
ref|NR_029302.1| Tsukamurella pulmonis 
6 104435 Tsukamurella pulmonis 


Corynebacterineae; Tsukamurellaceae; 


265678989 


ref|NR_029297.1| Kocuria varians strain 


108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


243698 Bacteria_16S 115615 115524 4 93 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
243698 Bacteria_16S 117170 117079 4 93 gi| 265678984 |ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
243698 Bacteria_16S 133943 133852 4 93 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
243698 Bacteria_16S 147409 147318 4 93 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 
243698 Bacteria_16S 159771 159680 4 93 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 


243698 Bacteria_16S 173468 173385 12 93 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

243698 Bacteria_16S 227038 226947 4 93 gi|265678911|ref|NR_029219.1| Mycobacterium 


aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 


243698 Bacteria_16S 228544 228453 4 93 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
243698 Bacteria_16S 230052 229961 4 93 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
243698 Bacteria_16S 245569 245478 4 93 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 
243698 Bacteria_16S 335157 335066 4 93 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
243698 Bacteria_16S 368023 367932 4 93 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 373999 373908 4 93 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
243698 Bacteria_16S 389300 389209 4 93 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 
243698 Bacteria_16S 398505 398414 4 93 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
243698 Bacteria_16S 401641 401550 4 93 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 
243698 Bacteria_16S 403180 403089 4 93 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 406280 406189 4 93 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 
243698 Bacteria_16S 409336 409245 4 93 gi|265678782|ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


243698 Bacteria_16S 


strain YIM 70085 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 
F89 16S ribosomal 
Fl 
243698 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 
243698 Bacteria_16S 
putterlickiae str 


Flavobacteria; 


putterlickiae Bac 


Streptomycetaceae 
243698 Bacteria_16S 
atlanticus strain 
atlanticus Bacter 
243698 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 


Actinosynnematace 
243698 Bacteria_16S 


boenickei strain 


Bacteria; Actinob 


Mycobacterium. 


243698 Bacteria_16S 
kerguelensis stra 
kerguelensis Bact 


Arthrobacter. 


243698 Bacteria_16S 
gangotriensis str 


gangotriensis Bac 


421731 421640 4 93 gi 
16S ribosomal RNA, partial sequence 42 
424875 424792 12 


93 gi 


Micrococcaceae; Arthrobacter. 


243698 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


243698 Bacteria_16S 


IMMIB R-145 16S r 


243698 Bacteria_16S 
flavogriseus stra 


flavogriseus Bact 
Streptomycetaceae 


243698 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


265678773 
1328 42283 
ococcineae 
265678771 


, 


ref 
0 Yaniella halotolerans Bacteria; 
Ya 
ref 


NR_029078.1 


niellaceae; 
NR_029076.1 


Yaniella halotolerans 


Yaniella. 
Formosa algae strain 


RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Formosa. 

426432 426349 12 93 gi|265678770|ref|NR_029075.1| Nesterenkonia 
ain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
esterenkonia. 

435741 435650 4 93 gi|265678764|ref|NR_029069.1| Kitasatospora 
ain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 

443407 443324 12 93 gi| 265678759 |ref|NR_029064.1| Croceibacter 

HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 

ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 

449561 449470 4 93 gi|265678755|ref|NR_029060.1| Saccharothrix 
ain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 
480023 479932 4 93 gi|265678731|ref|NR_029036.1| Mycobacterium 
W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
493991 493900 4 93 gi| 265678722 |ref|NR_029027.1| Arthrobacter 
in KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
495496 495405 4 93 gi|265678721|ref|NR_029026.1| Arthrobacter 
ain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
509317 509226 4 93 gi|265678712|ref|NR_029017.1| Corynebacterium 
106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
544308 544217 4 93 gi| 265678689 |ref|NR_028994.1| Nocardia puris strain 
ibosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
553507 553416 4 93 gi| 265678683 |ref|NR_028988.1| Streptomyces 
in CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
580729 580638 4 93 gi| 265678665 |ref|NR_028970.1| Mycobacterium 
in 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
598643 598552 4 93 gi|265678653|ref|NR_028958.1| Streptomyces javensis 


243698 Bacteria_16S 


strain B22P3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


243698 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


243698 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


243698 Bacteria_16S 


strain HKI 0120 1 


ribosomal RNA, partial sequence 


600173 600082 4 93 gi 
rain D13P3 16S ribosomal RNA, partial 


; Streptomyces. 


627738 627679 12 71 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
630755 630664 4 93 gi 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
635318 635227 4 93 gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria_16S 


strain HKI 0119 1 


636849 636758 4 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


644585 644502 12 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


93 gi 


243698 Bacteria_16S 


647715 647624 4 93 gi 


598291 59976 
Stre 


cteria; Actinobacteria; Actinobacterid 


627341 62884 


6S ribosomal RNA, partial sequence 634924 63640 


6S ribosomal RNA, partial sequence 636453 63793 


644174 645732 Vibri 


ptomycinea 
265678652 
sequence 

ae; Actino 


e; 


265678633 


Enterobac 
265678630 
e 63034 
ales; Micr 
265678627 


ococcineae; 


265678626 


ococcineae; 


265678621 
° 


265678619 


1 Streptomyces 


s 


ref 
599812 60129 
myce 


ref 
2 Morganella morganii Bacteria; 
teri 
ref 
9 631823 Kytoc 
ococ 
ref 
2 Knoellia subterranea Bacteria; 


In 


ref 
1 Knoellia sinensis Bacteria; 


In 


ref 


le 


treptomyceta 
NR_028957.1 
3 
Pp 


tales; Stre 


NR_028938.1 


aceae; Morga 
NR_028935.1 
° 
cineae; Derm 
NR_028932.1 


trasporangia 
NR_028931.1 


trasporangia 
NR_028926.1 
ntus Bacteri 


ref 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Morganella morganii 


nella. 

Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 
Knoellia subterranea 


ceae; Knoellia. 
Knoellia sinensis 


ceae; Knoellia. 
Vibrio lentus strain 
a; Proteobacteria; 


NR_028924.1 


Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


243698 Bacteria_16S 


Streptomycetaceae; 
243698 Bacteria_16S 
strain NVI 88/441 


243698 Bacteria_16S 


656496 656405 4 93 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomyces. 

709083 709000 12 93 
16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 


gi 


gi 
partial sequence 


93 gi 


Vibrionales; Vibrionaceae; 
739926 739835 4 


paurometabolica strain YIM 90007 16S ribosomal RNA, partial seque 


265678612 


265678576 
70866 


265678554 


ref |NR_028917.1 


ref|NR_028881.1 


ref 
nce 


NR_028858.1 
739522 


sequence 656132 
tinomycetales; Streptomycineae; 


Streptomyces 
657614 Streptomyces 


Aliivibrio wodanis 


8 710188 Aliivibrio wodanis Bacteria; 
Aliivibrio. 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 


243698 Bacteria_16S 744363 744280 12 93 gi| 265678550 
strain LAl 16S ribosomal RNA, partial sequence 744001 74541 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
243698 Bacteria_16S 755663 755572 4 93 gi| 265678542 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 75674 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
243698 Bacteria_16S 758693 758610 12 93 gi| 265678540 
strain Al 16S ribosomal RNA, partial sequence 758305 75981 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

243698 Bacteria_16S 786330 786239 4 93 gi| 265678521 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Streptomyces. 

836808 836725 12 93 


Streptomycetaceae; 
243698 Bacteria_16S 


Pseudonocardiaceae; 


gi 


strain S1 16S ribosomal RNA, partial sequence 83 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
851808 851717 4 93 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Kineococcus. 

861014 860931 12 93 


243698 Bacteria_16S 


Kineosporiaceae; 
243698 Bacteria_16S 


gi 


gi 


strain K24 16S ribosomal RNA, partial sequence 86 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
864095 864012 12 93 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
877520 877429 4 93 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
880527 880436 4 93 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


243698 Bacteria_16S 
ruestringensis Bacteria; 
243698 Bacteria_16S 


243698 Bacteria_16S 


Lentzea. 
243698 Bacteria_16S 
pretiosum subsp. 


914288 914197 4 93 
pretiosum strain C-15003 16S ribosomal 


gi 
Flavobacteria; 


gi 


gi 


gi 


Saccharomonospora. 


265678488 
6449 83791 


265678478 


265678471 
0647 86213 


265678469 
Flavobacte 


265678460 


265678458 
88012 


265678435 
RNA, part 


eae; 


eae; 


Pseudonocardineae; 


ref|NR_028854.1 
8 Psychroflexus 
; Psychroflexus. 
ref|NR_028846.1 


ref|NR_028844.1 


ref|NR_028825.1 

785920 787418 
ycetales; 
ref|NR_028791.1 
eae; 
ref|NR_028781.1 

851409 852783 
ycetales; 


ref|NR_028774.1 
0 Amycolatopsis 


ref|NR_028772.1 

863710 865135 
riales; Flavobac 
ref |NR_028763.1 


ref |NR_028760.1 


ref 
ial 


NR_028737.1 
sequence 


Psychroflexus tropicus 
tropicus Bacteria; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 
; Microbacteriaceae; 


Agromyces. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 
Alysiella. 


Streptomyces 
Streptomyces 


Streptomycineae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 
Nocardiaceae; 


Nocardia. 
Kineococcus 
Kineococcus 


Kineosporiineae; 


Amycolatopsis sacchari 
sacchari Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Muricauda 

Muricauda 

teriaceae; Muricauda. 
Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Lentzea californiensis 


9 881579 Lentzea californiensis 
Actinosynnemataceae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
243698 Bacteria_16S 
strain IMI 359870 


243698 Bacteria_16S 
psychrophila Bacteria; 


Simplicispira. 
243698 Bacteria_16S 


243698 Bacteria_16S 


Streptomycetaceae; 
243698 Bacteria_16S 


Proteobacteria; 


963790 963699 4 93 
strain Y9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
968386 968295 4 93 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1031031 1030940 4 93 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 


Pseudonocardineae; Actinosynnemataceae; 
942113 942030 12 93 
16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
953036 952953 12 93 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi 


gi 


gi 


gi 


gi 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


243698 Bacteria_16S 
strain IFM 10035 


243698 Bacteria_16S 


1038718 1038627 4 93 
16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
1040227 1040136 4 93 


gi 


gi 


963457 96488 


265678417 
94171 


265678410 


Burkho 


265678402 


265678398 


265678357 


265678352 


Actinosynnema. 


ae; 


lderiales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_028719.1 
4 943232 Comamo 
Comamonas. 
ref|NR_028712.1 

952645 954156 


ref |NR_028704.1 


Nocardiacea 
ref |NR_028700.1 

967981 969477 
Strep 


ref|NR_028659.1 

1030633 103211 
Micromon 
ref |NR_028654.1 


Nocardiacea 


265678351 


Comamonas terrigena 
nas terrigena Bacteria; 


Simplicispira 
Simplicispira 


Comamonadaceae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Kitasatospora 
Kitasatospora 
tomycineae; 


Micromonospora 
4 Micromonospora 


osporineae; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 


ref|NR_028653.1 


Nocardia pneumoniae 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


243698 Bacteria_16S 1041765 1041674 4 93 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

243698 Bacteria_16S 1043325 1043234 4 93 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

243698 Bacteria_16S 1044881 1044790 4 93 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

243698 Bacteria_16S 1052457 1052366 4 93 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

243698 Bacteria_16S 1072039 1071956 12 93 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

243698 Bacteria_16S 1075002 1074911 4 93 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

243698 Bacteria_16S 1085388 1085297 4 93 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 1167107 1167024 12 93 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

243698 Bacteria_16S 1217073 1216982 4 93 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

243698 Bacteria_16S 1221543 1221452 4 93 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

243698 Bacteria_16S 1235238 1235147 4 93 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 1256268 1256185 12 93 gi|219857144|ref|NR_024772.1| Corynebacterium 
efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

243698 Bacteria_16S 1280204 1280113 4 93 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

243698 Bacteria_16S 1290834 1290743 4 93 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

243698 Bacteria_16S 1316620 1316537 12 93 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

243698 Bacteria_16S 1416474 1416391 12 93 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

243698 Bacteria_16S 1421053 1420962 4 93 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

243698 Bacteria_16S 1425693 1425602 4 93 gi|224581441|ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 1427258 1427167 4 93 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 1445774 1445695 1 79 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

243698 Bacteria_16S 1451755 1451664 4 93 gi|224581419|ref|NR_027200.1| Micromonospora 


endolithica strain AA459 16S ribosomal RNA, partial sequence 


1451367 1452843 Micromonospora 


endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


243698 Bacteria_16S 


strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria_16S 
caeruleus subsp. 


1460701 1460610 4 


1494137 1494046 4 


93 


93 


gi 


gi 


caeruleus strain DSM 44103 16S ribosomal 


224581412 
1460297 14618 
ococcineae; 
219846703 
RNA, partial sequence 


ref 


ref 


Mi 


NR_027193.1 


NR_026295.1 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 
crococcaceae; 


Kocuria. 
Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
243698 Bacteria_16S 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, part 
pseudovaccinii Bacteria; Actinobacteria; Actinobacterid 


1521044 1520953 4 


Nocardiaceae; Nocardia. 


243698 Bacteria_16S 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, par 


1531757 1531666 4 


93 


93 


Micromonosporineae; Micromonosporaceae; 


gi 


gi 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


243698 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
243698 Bacteria_16S 


1536262 1536171 4 


93 


gi 


NRRL B-16134 16S ribosomal RNA, parti 


Actinobacteria; Actinobacteridae; 


Saccharothrix. 
1537824 1537733 4 


93 


gi 


ae; 


219857427 
tial sequence 
Actinomycetales; 


219857378 
al 


Actinomycetale 


219857377 


ref 


ref 


ref 


ref 


Couchioplanes. 
219857610 
ial sequence 1520665 1522156 Nocardia 
Actinomycetales; 


NR_025199.1 


NR_025015.1 


NR_024966.1 


Ss; 


NR_024965.1 


Nocardia 


Corynebacterineae; 


Micromonospora 


1531359 1532864 Micromonospora 
Micromonosporineae; 


Saccharothrix 


sequence 1535864 1537375 Saccharothrix 
Pseudonocardineae; 


Saccharothrix 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

243698 Bacteria_16S 1540933 1540842 4 93 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

243698 Bacteria_16S 1542493 1542402 4 93 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

243698 Bacteria_16S 1544035 1543952 12 93 gi|219857262|ref|NR_024893.1| Arenibacter latericius 


strain KMM 426 16 
Bacteroidetes; Fl 


243698 Bacteria_16S 


paranensis strain 


terrestris strain 


gansuensis strain 


Streptomycetaceae 


243698 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


243698 Bacteria_16S 
16S ribosomal RNA, partial sequence 1573526 15750 


strain MK27-91F2 


S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1555937 1555846 4 93 gi 
Ac 
Kitasatospora. 


1557431 1557340 4 93 


gi 
Ac 
Kitasatospora. 


1558925 1558834 4 93 


gi 
Ac 
; Kitasatospora. 


1560413 1560322 4 93 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


243698 Bacteria_16S 


strain JCM 9114 1 


1575436 1575345 4 93 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


243698 Bacteria_16S 


strain DSM 40258 


1589221 1589130 4 93 


gi 


1543657 15451 
Flavobacteriaceae; 
219846194 
HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
243698 Bacteria_16S 219846193 
HKI 0186 16S ribosomal RNA, partial sequence 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
243698 Bacteria_16S 219846192 
HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


219846147 
in 502329 16S ribosomal RNA, partial sequence 


eria; Actinobacteria; Actinobacteridae; Actinomy 
Mycobacterium. 
1573911 1573820 4 93 gi|219856868 


nocardin 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


nocardin 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 


tinomycetales; 


tinomycetales; 


tinomycetales; 


00 Arenibacter latericius Bacteria; 
Arenibacter. 
ref|NR_025784.1| Kitasatospora 
1555586 1557031 Kitasatospora 
Streptomycineae; 


ref|NR_025783.1| Kitasatospora 
1557082 1558525 Kitasatospora 
Streptomycineae; 


ref|NR_025782.1| Kitasatospora 
1558576 1560004 Kitasatospora 
Streptomycineae; 


ref|NR_025737.1| Mycobacterium 
1560055 1561487 Mycobacterium 
cetales; Corynebacterineae; 


ref|NR_024687.1| Umezawaea tangerina 

00 Umezawaea tangerina Bacteria; 

eae; Actinosynnemataceae; Umezawaea. 
ref|NR_024686.1| Lentzea waywayandensis 
26 Lentzea waywayandensis Bacteria; 

eae; Actinosynnemataceae; Lentzea. 
ref|NR_025624.1| Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 1590769 1590678 4 93 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 1596958 1596867 4 93 gi|219878480|ref|NR_025619.1| Streptomyces niger 


strain DSM 43049 


Streptomycetaceae 


Strept 
gi 


1598506 1598415 4 93 


; Streptomyces. 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


omycinea 


219878479 


77 Streptomyces niger Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025618.1| Streptomyces 
1598128 1599625 Streptomyces 
Streptomycineae; 


243698 Bacteria_16S 


strain DSM 40597 


1600054 1599963 4 93 gi 
Stre 
1601602 1601511 4 93 gi 


oticus strain DSM 43156 16S ribosomal 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 
purpurogeneiscler 


pt 
219878477 
RN. 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


omycinea 


A, parti 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


243698 Bacteria_16S 


strain DSM 12798 


Arthrobacter. 


243698 Bacteria_16S 
balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 
243698 Bacteria_16S 
paraoxydans strai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

243698 Bacteria_16S 1698985 1698902 12 93 gi|219878408|ref|NR_025547.1 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

243698 Bacteria_16S 1726374 1726283 4 93 gi|219878390|ref|NR_025529.1 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 172747 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 1729450 1729359 4 93 gi| 219878388 |ref|NR_025527.1 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
243698 Bacteria_16S 1730962 1730871 4 93 gi| 219878387 |ref|NR_025526.1 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 173206 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 1759987 1759896 4 93 gi| 219878365 |ref|NR_025504.1 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 176107 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcine 
Brachybacterium. 

243698 Bacteria_16S 1761508 1761417 4 93 gi|219878364|ref|NR_025503.1 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 176259 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Brachybacterium. 

243698 Bacteria_16S 1771886 1771795 4 93 gi| 219878355 |ref|NR_025494.1 


strain ISP 5293 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
243698 Bacteria_16S 1773384 1773293 4 93 gi|219878354|ref|NR_025493.1 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 177448 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 1791527 1791444 12 93 gi|219878341|ref|NR_025480.1 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacte 


Gammaproteobacter 
243698 Bacteria_16S 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


243698 Bacteria_16S 
flaccumfaciens pv 
Curtobacterium flaccumfaciens pv. 


Actinomycetales; 


243698 Bacteria_16S 


herbarum strain P 
herbarum Bacteria 
Curtobacterium. 


243698 Bacteria_16S 


molinativorax str 
molinativorax Bac 
Microbacteriaceae 


243698 Bacteria_16S 


strain IMSNU 2200 


Streptomycetaceae; Streptomyces. 
1604707 1604616 4 93 gi 
oc 
1606248 1606157 4 93 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


’ 


1674513 1674422 4 93 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1697463 1697372 4 93 gi 
n CF36 16S ribosomal RNA, partial sequ 


s 


en 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1799113 1799022 4 93 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


qu 
A 


1811424 1811333 4 93 gi 


flaccumfaciens strain LMG 3645 16S rib 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 
arilaitensis stra 
arilaitensis Bact 


219878472 
qu 


219878425 
Actinomyc 


219878409 


6S ribosomal RNA, partial sequence 1771537 17729 


219878336 


219878328 


ref|NR_025613.1 
05 Arthrobacter 
; Micrococcaceae 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


occineae 


ence 
Actinomy 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


equence 


ref|NR_025548.1 


ce 1697056 1698545 Microb 


ref|NR_025475.1 
1798724 180016 
etales; Micrococ 


ence 
ctinomyc 


ref 
NA, 


NR_025467.1 


osomal R partial sequ 


Micrococcineae; Microbacteriaceae; Curtobacterium. 
1820626 1820535 4 93 gi|219878322|ref|NR_025461.1 
420/07 16S ribosomal RNA, partial sequence 1820242 182172 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
1834286 1834195 4 93 gi|219878312|ref|NR_025451.1 
ain ON4 16S ribosomal RNA, partial sequence 1833888 183531 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
; Gulosibacter. 
1866334 1866243 4 93 gi|219878290|ref|NR_025429.1 


4 16S ribosomal RNA, partial sequence 


Arthrobacter mysorens 


mysorens Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 


neae; Dermabacteraceae; 


Streptomyces arenae 


83 Streptomyces arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Curtobacterium 
4 Curtobacterium 
eae; Microbacteriaceae; 


Gulosibacter 
7 Gulosibacter 
occineae; 


1865935 1867442 Asanoa 


Asanoa ishikariensis 
ishikariensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 


243698 Bacteria_16S 
halophila strain 


1886317 1886226 4 


Pseudonocardiaceae; 
243698 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
243698 Bacteria_16S 
auriscanis strain 


Saccharomonospora. 
1948457 1948366 4 


1953019 1952928 4 


93 gi 


93 


gi 


93 gi 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
243698 Bacteria_16S 1957464 1957373 4 
strain CF-25 16S 


243698 Bacteria_16S 2053833 2053742 4 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 2062839 2062756 12 


strain NNO15860 16S ribosomal RNA, partial sequence 2062466 20639 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 
243698 Bacteria_16S 2065898 2065807 4 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


243698 Bacteria_16S 2088899 2088820 1 


Soel 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
243698 Bacteria_16S 
strain DSM 43030 


Xanthomonadales; 
2110215 2110124 4 


243698 Bacteria_16S 2131418 2131327 4 
tokaiense strain ATCC 27282 16S 
tokaiense Bacteria; 
Mycobacteriaceae; Mycobacterium. 
243698 Bacteria_16S 2132921 2132830 4 
poriferae strain ATCC 35087 16S 
poriferae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
243698 Bacteria_16S 2161527 2161436 4 


strain F829 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


243698 Bacteria_16S 2167681 2167590 4 


strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


243698 Bacteria_16S 
strain YIM 21741 


2228263 2228180 12 


243698 Bacteria_16S 2246444 2246353 4 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


93 gi 


93 gi 


93 gi 


93 gi 


79 gi 


2088549 2089942 Nevskia r 
Sinobacteraceae; 


93 gi 


93 gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 


93 gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 


93 gi 


93 gi 
93 gi 


93 gi 


219878274 


DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Act 


219878229 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878226 


CCUG 39784 16S ribosomal RNA, partial sequence 


219878223 


1957067 19585 


219878155 


219878148 


Flavobacteriaceae; 


219878146 
20655 


219878130 


Nevskia. 
219873436 


16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219857647 
sequence 


219857646 
sequence 


219857627 


2161153 21625 


219857623 


2167280 21687 
Streptomycineae; S 


219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219857568 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 2248021 2247930 4 


93 gi 


219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 2257209 2257118 4 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial 


93 gi 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 2343663 2343572 4 


singaporensis strain IM 7744 16S ribosomal RNA, partial 
singaporensis Bacteria; Actinobacteria; Actinobacterida 


Nocardioidaceae; Actinopolymorpha. 
243698 Bacteria_16S 2346691 2346600 4 


93 gi 


93 gi 


219857561 
sequence 
Actinomyc 


219857498 
sequence 
e; 


219857496 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


sulfonivorans Bacteria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 
243698 Bacteria_16S 2348200 2348109 4 


93 gi 


e; 


219857495 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 


sequenc 


ref 


inomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ND 


ref 


is} 


ref 


ref 


ref 


Mi 
ref 


ref 


ref 


etal 


ref 


ref 


ref 


1885917 188742 
Pseudonocardineae; 


1948071 194955 
Micrococcineae; Microbacteriaceae; 


1952641 195404 
Actinomycetales; 


65 Arthrobacter 


e 2053442 205491 
Actinomycetales; 


37 Cellulophaga 
Cellulophaga. 


12 2067008 Microc 
Micrococ 


30 Streptomyces 
Streptomycineae; S 


131039 213248 


inomycetales 


132540 213398 
inomycetales 


69 Streptomyces 


2246040 224756 
Actinomycet 


2247616 224914 
Actinomycet 


2256827 225829 


2343294 234473 
Actinomycet 


2346319 234777 
Actinomycet 


NR_025413.1 


NR_025368.1 


NR_025365.1 
Corynebac 


NR_025362.1 


NR_025294.1 


NR_025287.1 


NR_025285.1 
cineae; Micr 
NR_025269.1 
amosa Bacter 


NR_025250.1 


treptomyceta 
NR_025236.1 


; Corynebact 
NR_025235.1 
; Corynebact 
NR_025216.1 


Nocardiacea 
NR_025212.1 


treptomyceta 
NR_025168.1 


crobacteriac 
NR_025156.1 


ales; Strept 
NR_025155.1 


ales; Strept 


NR_025149.1 
es; Streptom 
NR_025086.1 
ales; Propio 
NR_025084.1 


ales; Microc 


NR_025083.1 


Saccharomonospora 
1 Saccharomonospora 


Microbacterium 
0 Microbacterium 


Corynebacterium 
7 Corynebacterium 
terineae; 


Arthrobacter luteolus 


luteolus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


Cellulophaga fucicola 


fucicola Bacteria; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Nevskia ramosa strain 
ia; Proteobacteria; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Mycobacterium 

9 Mycobacterium 

erineae; 


Mycobacterium 
9 Mycobacterium 


erineae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 
ycineae; 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Arthrobacter 
5 Arthrobacter 


occineae; 


Arthrobacter 


2347826 2349284 Arthrobacter 


243698 Bacteria_ 


strain K265 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


243698 Bacteria_ 


strain K300 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


243698 Bacteria_ 


strain IMMIB D-15 


243698 Bacteria_ 


sublithincola str 
sublithincola Bac 


243698 Bacteria_ 


strain AS4.1521 1 


16S 2360376 2360285 4 93 


ibosomal RNA, partial sequence 


gi 


16S 2361900 2361809 4 93 


ibosomal RNA, partial sequence 


gi 


16S 2383121 2383030 4 93 gi 


16S 2422924 2422841 12 93 gi 


teria; Bacteroidetes; 
16S 2437898 2437807 4 


Flavobacteria; 
93 gi 


Micr 


Micr 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ain QSSC9-3 16S ribosomal RNA, partial 
F 


219857487 


2360002 23614 
occineae 


oc 
219857486 


2361525 23629 
occineae 


oc 
219857471 


ne 
219857443 
sequence 
la 
219857429 


6S ribosomal RNA, partial sequence 2437523 24389 


23827 
bacterin 


vobacter 


ref|NR_025075.1| Subtercola frigoramans 
74 Subtercola frigoramans Bacteria; 
; Microbacteriaceae; Subtercola. 
ref|NR_025074.1] Subtercola boreus 
91 Subtercola boreus Bacteria; 
; Microbacteriaceae; Subtercola. 
ref|NR_025059.1| Nocardia abscessus 
52 2384208 Nocardia abscessus Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_025031.1| Aequorivita 

2422553 2423991 Aequorivita 
iales; Flavobacteriaceae; Aequorivita. 
ref|NR_025017.1| Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

243698 Bacteria_16S 2454704 2454613 4 93 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

243698 Bacteria_16S 2492304 2492213 4 93 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria_ 


strain DNP505 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243698 Bacteria_16S 


pachnodae strain 


Bacteria; Actinob 


Xylanimicrobium. 


243698 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobac 
243698 Bacteria_16S 
yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 
243698 Bacteria_16S 


albus strain JL 8 


16S 2496686 2496595 4 93 


ribosomal RNA, partial sequence 


gi 


2513472 2513381 4 
VPCX2 16 
acteria; 


93 gi 


2516496 2516405 4 93 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria 


ter. 
2517983 2517892 4 


93 gi 


; Streptomyces. 


2552252 2552161 4 
3 16S ribosomal RNA, 


93 gi 


S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


Actinobacteria; Actinobacter 


in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 


complete sequence 


oc 
219857385 


2496307 24977 
bacterin 


ne 
219857368 

nce 

ales; 


219857366 
sequence 
idae; 


219857365 
equence 


v 


219857342 


occineae 


25130 
Micr 


Acti 


Actinomy 


25518 


; Intrasporangiaceae; Tetrasphaera. 
ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_024956.1| Xylanimicrobium 

94 2514560 Xylanimicrobium pachnodae 
ococcineae; Promicromonosporaceae; 


ref|NR_024954.1 
2516115 251756 
nomycetales; Mic 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto 


Streptacidiphilus 
acidiphilus albus 


ref |NR_024930.1 
53 2553362 Strept 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

243698 Bacteria_16S 2553813 2553722 4 93 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

243698 Bacteria_16S 2575409 2575326 12 93 gi|219857284|ref|NR_024915.1| Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
243698 Bacteria_16S 2593893 2593802 4 93 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
243698 Bacteria_16S 2609209 2609118 4 93 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

243698 Bacteria_16S 2612310 2612219 4 93 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
243698 Bacteria_16S 2632211 2632128 12 93 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 


strain ACAM 81 16 
Bacteroidetes; Fl 


243698 Bacteria_16S 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243698 Bacteria_16S 


strain MS1-3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243698 Bacteria_16S 


strain KMM 3677 1 
Bacteroidetes; Fl 


243698 Bacteria_16S 


S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
2639896 2639805 4 93 gi 
16S ribosomal RNA, partial sequence 


2677577 2677486 4 93 
ribosomal RNA, partial sequence 


gi 


2683669 2683586 12 93 gi 
avobacteria; Flavobacteriales; 
2686580 2686497 12 93 


gi 


Flavoba 


2631843 26332 
eriaceae 


Ct 
219857231 

26395 
ne 
219857204 


2677198 26786 
bacterin 


ne 
219857200 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavoba 


ct 
219857198 


bacterin 


eriaceae; 


96 Flavobacterium xanthum Bacteria; 
; Flavobacterium. 
ref |NR_024859.1 
12 2640976 Mycoba 


Mycobacterium alvei 
cterium alvei Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref |NR_024832.1| Nocardia takedensis 
45 Nocardia takedensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_024828.1| Zobellia russellii 

16 Zobellia russellii Bacteria; 

; Zobellia. 

ref |NR_024826.1 


Zobellia amurskyensis 


strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; 


Flavobacteriaceae; 


Zobellia. 


243698 Bacteria_16S 2688076 2687985 4 93 gi 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
243698 Bacteria_16S 2691066 2690983 12 93 gi|219857195 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacter 
Salegentibacter. 
243698 Bacteria_16S 2719549 2719458 4 93 gi 
yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Nocardia. 
243698 Bacteria_16S 2737724 2737641 12 93 gi| 219857162 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 
243698 Bacteria_16S 2746522 2746431 4 93 gi| 219857156 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Acti 
Nocardiaceae; Rhodococcus. 

243698 Bacteria_16S 2759935 2759844 4 93 gi 
terrae strain IFO 15668 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Actinokineospora. 
243698 Bacteria_16S 2771986 2771895 4 93 gi 
venezuelae strain JCM 4526 16S ribosomal RNA, partial s 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 2773521 2773430 4 93 gi 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
243698 Bacteria_16S 2775059 2774968 4 93 gi| 219857133 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
243698 Bacteria_16S 2781096 2781017 1 79 gi| 219857129 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 27821 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichacea 
243698 Bacteria_16S 2796001 2795910 4 93 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

243698 Bacteria_16S 2799044 2798953 4 93 gi 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
243698 Bacteria_16S 2800567 2800476 4 93 gi|219857116 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
243698 Bacteria_16S 2802088 2801997 4 93 gi|219857115 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
243698 Bacteria_16S 2803609 2803518 4 93 gi| 219857114 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
2805131 2805040 4 93 gi| 219857113 


219857197|ref|NR_024825.1| Nocardia sienata 

13 Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref |NR_024823.1| Salegentibacter 
2690706 2692117 Salegentibacter 


iales; Flavobacteriaceae; 


219857175 
al sequenc 
ae; Actino 


ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


Nocardia 
4 Nocardia 
ebacterineae; 


’ 


ref|NR_024790.1 
2737379 273875 
les; Flavobacter 
ref|NR_024784.1 
2746146 274749 
nomycetales; Coryne 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Rhodococcus 
3 Rhodococcus 
bacterineae; 


219857146 
ence 27595 
ales; Pseu 


ref|NR_024774.1| Actinokineospora 
56 2761026 Actinokineospora terrae 
donocardineae; Actinosynnemataceae; 


219857136 
equence 
Actinomyce 


ref|NR_024764.1 
2771601 277308 
tales; Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 
219857135|ref|NR_024763.1| Streptomyces peucetius 
19 Streptomyces peucetius Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_024761.1| Streptomyces platensis 
57 Streptomyces platensis Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_024757.1| Thiothrix flexilis 

46 Thiothrix flexilis Bacteria; 

e; Thiothrix. 


219857117|ref|NR_024745.1| Actinoplanes lobatus 
36 Actinoplanes lobatus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 


v 
ref 


243698 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


243698 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


243698 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


243698 Bacteria_16S 


strain JCM 9312 1 


Catenuloplanes. 


243698 Bacteria_16S 


in IFO 14935 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2806653 2806562 4 93 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808175 2808084 4 93 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
2829279 2829188 4 


2 
1 
; 


2 
1 
7 


93 gi 


2830778 2830687 4 93 gi 


19857112 


19857111 


219856904 
6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


219856903 


seque 
Actin 


n 
O: 


ce 
my’ 


n 
O: 


ce 
my’ 


seque 
Actin 


sequence 
Actinomy 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 


kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


, 


ceta 


ref 


ceta 


ref 


ceta 


ref 


ref 


2804752 28062 
les; 


2806275 28077 
les; 


2807796 28092 
les; 


; Micromono 


NR_024741.1 
Micromo 
NR_024740.1 
Micromo 
NR_024739.1 
Micromo 


NR_024725.1 


NR_024724.1 


2 


4 


6 


Ss 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 


7 Actinoplanes 
nosporineae; 


poraceae; 


Streptomyces 


2830390 2831877 Streptomyces 


Streptomycineae; 


Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 
neae 


243698 Bacteria_16S 


strain IMC S-0802 


strain MK703-102F 


strain IFO 16235 


strain IAM 12409 


Proteobacteria; B 


strain ATCC 12775 
Proteobacteria; G 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


243698 Bacteria_16S 


IFO 16102 16S rib 


strain 10.268-1 1 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


243698 Bacteria_16S 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


243698 Bacteria_16S 
HKI 0125 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


243698 Bacteria_16S 
train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteridae; 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


243698 Bacteria_16S 


strain TA68 16S r 


strain TAGA27 16S 


strain F98.3HR69 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


243698 Bacteria_16S 


strain ATCC 25470 


strain DSM 44267 


strain DSM 11140 


strain DSM 43040 


strain DSM 43039 


2832316 2832225 4 


2833851 2833760 4 


2839912 2839829 12 


2847582 2847499 12 


2855379 2855296 12 


2890892 2890801 4 


e; Actinoplanes. 
2939435 2939344 4 


2985013 2984922 4 


2986535 2986444 4 


dococcus. 
3044217 3044126 4 


Rarobacter. 
3045749 3045658 4 


e; Ornithinicoccus. 
3068373 3068282 4 


; Microbacterium. 
3092420 3092329 4 


3093938 3093847 4 


3098521 3098430 4 


3102965 3102874 4 


e; Verrucosispora. 
3104480 3104389 4 


3152620 3152529 4 


3225534 3225443 4 


3330210 3330119 4 


3331738 3331647 4 


3333233 3333142 4 


93 


93 


93 


93 


93 


93 


93 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
243698 Bacteria_16S 


93 


93 


93 


93 


93 


93 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 


93 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 


93 


93 


93 


93 


93 


93 


93 


93 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 


gi 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
243698 Bacteria_16S 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
243698 Bacteria_16S 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


2939058 29405 


gi 


gi 


gi 


gi 


gi 


gi 


219856902 


219856901 


219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
243698 Bacteria_16S 


219856892 


16S ribosomal RNA, partial sequence 2847193 28487 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
243698 Bacteria_16S 


219856887 


219856862 
sequence 


219856830 


219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
243698 Bacteria_16S 
train NCIMB 13082 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


219846932 


219846892 


in YLM-1 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


219846891 


219846876 


219846860 


3092041 30935 


Micr 


gi 


219846859 


3093562 30950 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 


Streptomycineae; Streptomyceta 


gi 


gi 


gi 


gi 


gi 


219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
243698 Bacteria_16S 


219846853 


in HR1-2 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


219846852 
31040 


219846820 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
243698 Bacteria_16S 


219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
243698 Bacteria_16S 


219846698 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 


219846697 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 


219846696 


2854985 2856506 Pseudo: 
Enterobacteriaceae. 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


inomycetales; 


ial sequence 3067998 306946 


Actinomycetales; 


ococcineae; 


Actinomycetales; 


ref |NR_024723.1 


ref |NR_024722.1 
Nocardiacea 


ref |NR_024716.1 


ref|NR_024711.1 
Delftia. 


ref |NR_024706.1 


ref|NR_024681.1 
2890502 289195 
Micromon 
ref|NR_024649.1 


Actinosynne 


ref|NR_026525.1 


ref |NR_026524.1 
298615 


Cory 


ref |NR_026484.1 
3043846 304530 
Microco 


ref |NR_026483.1 
3045360 304685 
Micrococci 


ref|NR_026468.1 


Micr 


ref |NR_026452.1 
Micrococcaceae 
ref|NR_026451.1 
Micrococcaceae 
ref |NR_026448.1 
44 Arthrobacter 
ref |NR_026445.1 
102586 310404 
Micromo 


w 


ref|NR_026444.1 
98 3105578 Strept 
ref|NR_026412.1 


Intrasporangia 
ref |NR_026362.1 


Intrasporangia 
ref |NR_026290.1 


Micromonos 


ref|NR_026289.1 


Micromonos 


Streptomyces albulus 


2831928 2833415 Streptomyces albulus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Nocardia vinacea 


2833466 2834941 Nocardia vinacea Bacteria; 


e; Nocardia. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pseudomonas flectens 
monas flectens Bacteria; 


Actinoplanes 
8 Actinoplanes 


osporineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
Nocardiaceae; 


Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Microbacterium 
0 Microbacterium 


ococcineae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 
Micrococcineae; 


; Kocuria. 
Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Verrucosispora 

7 Verrucosispora 

nosporineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 
omonosporineae; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 
omonosporineae; 


poraceae; Pilimelia. 


ref|NR_026288.1 


Actinoplanes regularis 


strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


243698 Bacteria_16S 3334727 3334636 4 93 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

243698 Bacteria_16S 3337731 3337640 4 93 gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 3339243 3339152 4 93 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 3340768 3340677 4 93 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

243698 Bacteria_16S 3345342 3345251 4 93 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 


Bacteria; Actinob 


Micromonospora. 


243698 Bacteria_16S 
halophytica DSM 4 
Bacteria; Actinob 


Micromonospora. 


243698 Bacteria_16S 


coerulea DSM 4314 


Bacteria; Actinob 


Micromonospora. 


243698 Bacteria_16S 
nesterenkovii str 
nesterenkovii Bac 


Dermabacteraceae; 


243698 Bacteria_16S 
alimentarium stra 
alimentarium Bact 


Dermabacteraceae; 


243698 Bacteria_16S 
strain M17C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 


strain DSM 20167 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


243698 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


243698 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


243698 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


243698 Bacteria_16S 


strain DSM 20032 


G 
243698 Bacteria_16S 
citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 
243698 Bacteria_16S 


acteria; Actinobacteridae; Actinomycetal 
3346868 3346777 4 93 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 
3348394 3348303 4 93 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3357661 3357570 4 93 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3359225 3359134 4 93 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3377462 3377371 4 93 
ibosomal RNA, partial sequence 


2 
1 
e; 


s 


, 


gi 


ammaproteobacteria; Thiotrichales; Pisci 
3395567 3395476 4 93 gi 
43110 16S ribosomal RNA, partial sequ 


acteria; Actinobacteridae; Actinomycet 


en 
al 


3400131 3400040 4 93 


gi 
oc 
3415336 3415245 4 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3416802 3416711 4 93 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 
3447836 3447745 4 93 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3449403 3449312 4 93 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


ti 
ae 


s 
Ac 


al 


3454064 3453973 4 93 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
243698 Bacteria_16S 3457113 3457030 12 93 gi|219846605|ref|NR_026197.1 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
243698 Bacteria_16S 3467748 3467657 4 93 gi| 219846597 |ref|NR_026189.1 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 346735 


219846686 


ce 


219846685 


19846678 


219846677 


219846664 
3377063 33785 


ococcineae; Dermacoccaceae 
3383611 3383516 1 93 gi|219846660|ref|NR_026252.1 
16S ribosomal RNA, partial sequence 3383208 3384695 Methyl 


219846648 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 


219846634 


219846633 


219846611 


219846610 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 


es; Micromonosporineae; 
ref |NR_026278.1 
76 3347951 Micro: 


omonosporineae H 


33464 
es; Micr 
ref|NR_026277.1 
02 3349477 Micro: 
omonosporineae; 


33480 
es; Micr 
ref |NR_026270.1 
sequence 3357257 335877 
Actinomycetales; Microc 


ref|NR_026269.1 
3358821 336033 
cetales; Microco 


equence 
Actinomy 


ref |NR_026256.1 


rickettsiaceae; Methylop 
ref|NR_026240.1 
98 3396650 Promic 


ococcineae; Prom 


ce 33951 
es; Micr 


ref|NR_026237.1 
13 Arthrobacter 


occineae; Micrococcaceae 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Brachybacterium 
0 Brachybacterium 
occineae; 


Brachybacterium 
2 Brachybacterium 


ccineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Promicromonospora 
romonospora citrea 
icromonosporaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


’ 


Arthrobacter. 
Cellulomonas humilata 


ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


34149 


es; Micr 


ref 
nce 
myce 


NR_026225.1 
341641 
Actin 


al seque 
Actino: 


; tales; 


ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


equence 
tinomyce 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


34490 
es; Stre 


ref|NR_026199.1 


omonas humilata 
ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


Kocuria. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 


v 


, 


Arthrobacter 
2 3468823 Arthrobacter 


crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


243698 Bacteria_16S 
globiformis strai 
globiformis Bacte 
Arthrobacter. 
243698 Bacteria_16S 
strain DSM 43205 


243698 Bacteria_16S 
marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 
243698 Bacteria_16S 
strain DSM 40089 


3470792 3470701 4 


3472302 34722114 


3476887 3476796 4 


3484382 3484291 4 


93 gi 


n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


93 gi 


93 gi 


ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 


93 gi 


219846595 
sequence 


219846594 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 

219846591 
al 
e; 


219846586 


16S ribosomal RNA, partial sequence 3483983 34854 


Actinomyc 


bacterin 


sequenc 
Actinomycet 


ref 


ref 


eae; 
ref 


ref 


3470399 34718 
etal 


e 3476498 34779 


99 Streptomyces 


NR_026187.1 


es; Microco 


NR_026186.1 


Nocardiace 
NR_026183.1 
7 
ales; Coryn 


NR_026178.1 


6 
c 


e 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
a 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces galbus 


galbus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 3490578 3490487 4 93 gi|219846582|ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 3492115 3492024 4 93 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 3505539 3505448 4 93 gi|219846572|ref|NR_026164.1| Microbacterium barkeri 


strain DSM 20145 


243698 Bacteria_16S 
testaceum strain 
testaceum Bacteri 
Microbacterium. 
243698 Bacteria_16S 
imperiale strain 
imperiale Bacteri 
Microbacterium. 
243698 Bacteria_16S 
strain DSM 20542 


a; 


243698 Bacteria_16S 
strain DSM 20528 


243698 Bacteria_16S 
strain 1066 16S r 


243698 Bacteria_16S 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; 
243698 Bacteria_16S 
paracochleata str 
paracochleata Bac 
Streptomycetaceae; 
243698 Bacteria_16S 
gelidimarina stra 
gelidimarina Bacteria; 
243698 Bacteria_16S 
auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 
243698 Bacteria_16S 
philippinensis st 


Micromonosporacea 
243698 Bacteria_16S 
hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 

243698 Bacteria_16S 


michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 


DSM 2053 
Actin 


16S ribo 
Actinobacteria; Actinobac 


16S ribo 
Actinobacteria; Actinobac 


3507056 3506965 4 


3510099 3510008 4 


3516189 3516098 4 


3517711 3517620 4 


3615467 3615376 4 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


3637934 3637843 4 


3641055 3640964 4 


Proteobacteria; 
3712332 3712241 4 


3713793 3713702 4 


3721336 3721245 4 


3768817 3768726 4 


93 gi 


DSM 20166 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Actinomycet 


93 gi 


0 16S ribosomal RNA, partial s 
obacteria; Actinobacteridae; Actinomycet 


93 gi 


93 gi 
93 gi 


93 gi 


strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


93 gi 


ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3657803 3657720 12 
in ACAM 456 16S ribosomal RNA, partial 
Gammaproteobacte 


93 gi 


93 gi 


in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


93 gi 


rain P-15 16S ribosomal RNA, partial s 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 


93 gi 


3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


93 gi 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219846571 
equence 


219846569 
equence 


219846565 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micr 


oc 
219846564 


somal RNA, partial sequence 3517327 35187 
teridae; Actinomycetales; Micr 


oc 
219846495 


3615060 36165 
bacterin 


ne 

219846480 
sequence 

idae; 


219846478 
quence 
e; 


219846466 
sequence 
ria; 
219846428 
en 
ales; 
219846427 
equence 


v 


219846420 
ce 


ales; 


219846385 


occineae 


occineae 


Acti 


Alter 


ce 37119 
Micr 


37209 
Cory 


Mi 


ales 
ref 
ales 
ref 


7 Mi 
ref 


7 Mi 
ref 


eae; 
ref 


ref 
3 
ref 


omon 
ref 


omon 


ref 


ref 


neba 


3509716 3 


15 Mycobacterium 


3637554 36390 
nomycetales; 


640656 36421 
Actinomycet 


3657404 36589 
Shewanellaceae; 


82 3713392 Ac 


3713443 37 
Actinomyce 


52 3722442 Mycob 


crobacteria 


8 
Micro 


NR_026157.1 


crobacteriac 
NR_026156.1 


crobacteriac 
NR_026087.1 


Mycobacteri 
NR_026072.1 
5 
Str 
NR_026070.1 
3 
ales; Strept 
NR_026058.1 
1 
adales; 
NR_026019.1 
tino 
osporineae; 
NR_026018.1 
1485 


tales; Micro 


NR_026011.1 
a 


cterineae; M 


ref 


NR_025976.1 


i 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 


neae; Microbacteriaceae; 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
occineae; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Streptomyces 

3 Streptomyces 
eptomycineae; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Shewanella 

0 Shewanella 
Shewanella. 
Actinoplanes 

planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 


243698 Bacteria_ 


strain 18323 16S 
Proteobacteria; 
243698 Bacteria_ 


parapertussis str 
parapertussis Bac 


243698 Bacteria_ 


salegens strain D 
salegens Bacteria; 


243698 Bacteria_ 


strain ATCC 19812 
Actinobacteria; Actinobacteridae; Actinomycetales; 


243698 Bacteria_ 


strain ATCC 25495 
Bacteria; Actinob 


Streptomyces. 
243698 Bacteria_ 


eurythermus strain ATCC 14975 16S ribosomal RNA, 


eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 3923938 3923847 4 93 gi|219846278|ref|NR_025868.1 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 392352 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 3925519 3925428 4 93 gi| 219846277 |ref|NR_025867.1 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 392511 


diastatochromogenes Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; 


Betaproteobacteria; Burkholderiales; Al 


16S 3803556 3803462 1 93 
ribosomal RNA, partial sequence 


gi 


16S 3805070 3804976 1 93 


gi 


teria; Proteobacteria; 
16S 3814250 3814167 12 


Betaproteobacte 
93 gi 


Bacteroidetes; 
16S 


Flavobacteria; Flavob 
3919196 3919105 4 93 gi 
16S ribosomal RNA, complete sequence 
16S 3920777 3920686 4 93 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
16S 3922358 3922267 4 


93 gi 


Streptomyces. 


ca 


ac 


Strept 


al 


complete 


te 


a; 


es; 


219846360 
3803146 38046 
ligenace 
219846359 
ain 522 16S ribosomal RNA, partial sequence 
saa Burkholde 
219846353 
SM 5424 16S ribosomal RNA, partial sequence 
teriales 
219846281 
39187 
omycineae; 
219846280 
39203 
Streptomycineae; 


219846279 
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243698 Bacteria_16S 3927099 3927008 4 93 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 3928680 3928589 4 93 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 3971557 3971474 12 93 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
243698 Bacteria_16S 3981628 3981545 12 93 gi|219846237|ref|NR_025827.1| Bizionia paragorgiae 
strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 3982684 Bizionia paragorgiae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 

243698 Bacteria_16S 3989053 3988970 12 93 gi|219846232|ref|NR_025822.1| Gillisia mitskevichiae 
strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 3990112 Gillisia mitskevichiae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gillisia. 

243698 Bacteria_16S 3992036 3991953 12 93 gi|219846230|ref|NR_025820.1| Salegentibacter 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 3991660 3993097 Salegentibacter 
mishustinae Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
243698 Bacteria_16S 4011506 4011415 4 93 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
243698 Bacteria_16S 4013027 4012944 12 93 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

243698 Bacteria_16S 4014507 4014424 12 93 gi|219846213|ref|NR_025803.1| Winodgradskyella 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
243698 Bacteria_16S 4015986 4015903 12 93 gi|219846212|ref|NR_025802.1| Winogradskyella 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Winogradskyella. 

243698 Bacteria_16S 4038835 4038744 4 93 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 4074976 4074885 4 93 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

243698 Bacteria_16S 4093275 4093192 12 93 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

243698 Bacteria_16S 4114307 4114224 12 93 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 


strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; 


Flavobacteriaceae; 


Ulvibacter. 


243698 Bacteria_16S 4126463 4126372 4 93 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 4199948 4199857 4 93 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

243698 Bacteria_16S 4201431 4201340 4 93 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 4202929 4202838 4 93 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
243698 Bacteria_16S 4204477 4204386 4 93 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 4210538 4210447 4 93 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

243698 Bacteria_16S 4225805 4225722 12 93 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

243698 Bacteria_16S 4227277 4227194 12 93 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

243698 Bacteria_16S 4228749 4228666 12 93 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 


strain SwW49 16S r 


ibosomal RNA, partial sequence 


4228378 42297 


99 Aequorivita antarctica Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

243698 Bacteria_16S 3465 3371 1 93 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

243698 Bacteria_16S 13847 13769 17 93 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

243698 Bacteria_16S 126317 126227 5 93 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

243698 Bacteria_16S 150490 150396 1 93 gi|265678962|ref|NR_029270.1| Clostridium litorale 


strain W6 16S ribosomal RNA, partial sequence 


150066 15156 


6 Clostridium litorale Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243698 Bacteria_16S 161262 161168 1 93 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243698 Bacteria_16S 182520 182426 1 93 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
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Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243698 Bacteria_16S 653536 653442 1 93 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

243698 Bacteria_16S 697476 697382 1 93 gi|265678584|ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

243698 Bacteria_16S 885113 885019 1 93 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 


Bacteria; Actinob 
Rathayibacter. 
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243698 Bacteria_16S 1069086 1068992 1 93 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

243698 Bacteria_16S 1176328 1176234 1 93 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243698 Bacteria_16S 1377546 1377452 1 93 gi|228717562|ref|NR_027564.1| Teredinibacter 
turnerae strain T7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredinibacter turnerae T7901 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 
Teredinibacter. 

243698 Bacteria_16S 1454821 1454727 1 93 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
243698 Bacteria_16S 1545541 1545447 1 93 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
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Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

243698 Bacteria_16S 1607741 1607647 1 93 gi|219878471|ref|NR_025610.1| Shewanella 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 1608812 Shewanella 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

243698 Bacteria_16S 1633371 1633277 1 93 gi|219878454|ref|NR_025593.1| Oceanisphaera 
litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 
243698 Bacteria_16S 1645581 1645487 1 93 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

243698 Bacteria_16S 1737051 1736957 1 93 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
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20 Oleiphilus messinensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

243698 Bacteria_16S 1965153 1965059 1 93 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

243698 Bacteria_16S 1998946 1998852 1 93 gi|219878196|ref|NR_025335.1| Pragia fontium strain 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 

243698 Bacteria_16S 2002016 2001922 1 93 gi|219878194|ref|NR_025333.1| Leminorella grimontii 
strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 

243698 Bacteria_16S 2021639 2021545 1 93 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

243698 Bacteria_16S 2023128 2023034 1 93 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

243698 Bacteria_16S 2029149 2029055 1 93 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

243698 Bacteria_16S 2059917 2059823 1 93 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
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etaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacte 
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7 Aestuariibacter 
monadaceae; 
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Achromobacter 
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naceae; Achromobacter. 
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85 Kerstersia gyiorum Bacteria; 
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Clostridium. 
Microbacterium 
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Rhodoglobus vestalii 
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eae; Rhodoglobus. 
Microbacterium 
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618371 619715 Microb 


acterium aerolatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


243698 Bacteria_16S 747165 747073 1 93 gi| 265678548 |ref|NR_028852.1| Acinetobacter gerneri 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

243698 Bacteria_16S 748540 748448 1 93 gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter bouvetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

243698 Bacteria_16S 751290 751198 1 93 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

243698 Bacteria_16S 752665 752573 1 93 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

243698 Bacteria_16S 886642 886557 10 93 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

243698 Bacteria_16S 931307 931214 2 93 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243698 Bacteria_16S 1393939 1393854 10 93 gi| 228715897 |ref|NR_027542.1| Thermotoga lettingae 
strain TMO 16S ribosomal RNA, partial sequence 1393543 1395055 Thermotoga lettingae TMO Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

243698 Bacteria_16S 1819095 1819010 10 93 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
243698 Bacteria_16S 1822152 1822067 10 93 gi|219878321|ref|NR_025460.1| Agreia pratensis 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

243698 Bacteria_16S 2055296 2055211 10 93 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 2466797 2466712 10 93 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
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Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243698 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; 


strain DSM 4954 1 
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ref|NR_025958.1 


Polaromonas vacuolata 


3794096 3795549 Polaromonas vacuolata Bacteria; 
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296587 29794 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


strain ATCC 51131 16S ribosomal RNA, partial sequence 


265678637 


artial sequence 621229 622643 Chryse 
Flavobacteriales; Flavobacteriaceae; Chry 
93 gi| 265678512 |ref|NR_028815.1 


9765 80123 


Flavobacteriaceae; 


224581403 


228721489 
34683 13361 


228719132 
13619 


219878172 
sequence 


219857539 


Lachnobac 
219846713 
10081 33114 


219846494 
36165 
Cory 


219846358 
sequence 
Burk 
219846344 
38276 


219846296 


265679046 

27159 
Clostridiu 
265678990 


Actinomyce 
265678931 
cl 
265678926 
sequence 
Burkh 
265678922 


Clo 
265678921 


265678896 


Betaproteobacteria; Neisseriales; Nei 


265678883 


265678881 


rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 2 
rifamycini Bacteria; Actinobacteria; Actinobacterid 


265678862 


Rhodobacteraceae; 


ref|NR_028942.1 


Kaistella. 


ref|NR_027184.1 


ref|NR_027612.1 


ref|NR_027580.1 
76 1363364 Octade 


ref|NR_025311.1 
2033216 203470 
ales; Corynebact 
ref|NR_025127.1 


terium. 
ref|NR_026305.1 


; Bogoriellaceae 
ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


ref|NR_025949.1 

3806174 380763 
holderiales; Alc 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_025886.1 


aceae; Ahrensia. 


olderiales; Alca 
ref |NR_029230.1 

209908 211410 
stridiaceae; Clo 
ref|NR_029229.1 


ref|NR_029204.1 
e 248268 249768 


ref|NR_029189.1 


ref|NR_029187.1 
67723 
ae; Actinomyceta 
ref|NR_029168.1 
9 Mycobacterium 


265678838 


Chryseobacterium 

obacterium defluvii 

seobacterium. 
Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 
Cryomorpha. 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Mycobacterium 

2 Mycobacterium 

erineae; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 
Mycobacterium 

cterium komossense 

ycobacteriaceae; 


Bordetella 

7 Bordetella 
aligenaceae; Bordetella. 
Cardiobacterium 
bacterium hominis 

eae; Cardiobacterium. 
Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


ref |NR_029354.1| Clostridium roseum 
Clostridium roseum Bacteria; 

m. 

ref|NR_029298.1| Mycobacterium 
107522 108917 Mycobacterium 

tales; Corynebacterineae; 

ref |NR_029239.1| Clostridium 
197405 198934 Clostridium 

ostridiaceae; Clostridium. 

ref|NR_029234.1| Taylorella 
205252 206750 Taylorella 


ligenaceae; Taylorella. 
Clostridium 
Clostridium 

stridium. 

Clostridium baratii 


8 Clostridium baratii Bacteria; 


Microvirgula 
Microvirgula 
sseriaceae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
Pseudonocardiaceae; 


Kutzneria. 
Actinomadura cremea 
269132 Actinomadura 
les; 


Mycobacterium terrae 
terrae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


ref |NR_029143.1 


Mycobacterium celatum 


333245 334704 Mycobacterium celatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
243698 Bacteria_ 
strain YIM 70081 


243698 Bacteria_ 


sandarakina strai 
sandarakina Bacte 


Nesterenkonia. 
243698 Bacteria_ 


XILO1 16S ribosomal RNA, 
Actinobacteridae; 


243698 Bacteria_ 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


243698 Bacteria_ 


halotolerans stra 
halotolerans Bact 


Nesterenkonia. 
243698 Bacteria_ 


brisbanense strai 
brisbanense Bacte 


Mycobacteriaceae; 
243698 Bacteria_ 


strain FI-0169 16 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium avi 


243698 Bacteria_ 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


243698 Bacteria_ 


glaucum strain IM 


glaucum Bacteria; 


Corynebacteriacea 


243698 Bacteria_ 


strain 3wWC2 16S r 
Clost 


Firmicutes; 
243698 Bacteria_ 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


243698 Bacteria_ 


holsaticum strain 


16S 359055 358972 12 93 gi 


16S 360601 360518 12 93 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
16S 377094 377011 12 
complete sequence 
Actinomycetales; Micrococcineae; Micr 
16S 427977 427894 12 93 gi 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

16S 429521 429438 12 93 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


93 gi 


16S 478466 478383 12 93 gi 
n W6743 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

16S 530596 530513 12 93 

S ribosomal RNA, partial sequence 


gi 


um complex (MAC). 

16S 573282 573199 12 93 gi 
m strain Medalle X 16S ribosomal RNA, 
m Bacteria; Actinobacteria; Actinobact 
e; Corynebacterium. 

16S 579182 579099 12 93 gi 
MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

16S 589747 589656 4 93 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 607847 607764 12 93 gi 
IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

16S 617197 617114 12 93 gi 
1406 16S ribosomal RNA, partial seque 


gi 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


589361 59079 


376697 378215 Agromyces 


Clostridiu 
265678646 
al sequenc 
Actinomyce 


265678640 
nce 61679 


ulmi Bacte 


m. 
ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref |NR_028945.1 
5 618320 Mycoba 


r 


265678815|ref|NR_029120.1| Nesterenkonia lutea 
4 Nesterenkonia lutea Bacteria; 
ococcineae; Micrococcaceae; Nesterenkonia. 
265678814|ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
265678803|ref|NR_029108.1]| Agromyces ulmi strain 


ia; Actinobacteria; 


obacteriaceae; Agromyces. 
265678769|ref|NR_029074.1| Corynebacterium 
sequence 427586 429077 Corynebacterium 
; Actinomycetales; Corynebacterineae; 
265678768 |ref|NR_029073.1| Nesterenkonia 
sequence 429128 430610 Nesterenkonia 
; Actinomycetales; Micrococcineae; Micrococcaceae; 
265678732|ref|NR_029037.1| Mycobacterium 
uence 478074 479572 Mycobacterium 
Actinomycetales; Corynebacterineae; 
265678698 |ref|NR_029003.1| Mycobacterium chimaera 
530243 531694 Mycobacterium chimaera Bacteria; 
nebacterineae; Mycobacteriaceae; Mycobacterium; 
265678670|ref|NR_028975.1| Corynebacterium 
partial sequence 572888 574399 Corynebacterium 
eridae; Actinomycetales; Corynebacterineae; 
265678666|ref|NR_028971.1| Corynebacterium 
sequence 578821 580286 Corynebacterium 
inomycetales; Corynebacterineae; 
265678659|ref|NR_028964.1| Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Corynebacterium 
Corynebacterium 
terineae; 


Mycobacterium 
cterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

243698 Bacteria_16S 624605 624522 12 93 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
243698 Bacteria_16S 641477 641394 12 93 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

243698 Bacteria_16S 704765 704682 12 93 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

243698 Bacteria_16S 707589 707506 12 93 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 


strain 216 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 


243698 Bacteria_16S 
strain gM-1 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243698 Bacteria_16S 


botniense strain 


Bacteria; Actinob 


Mycobacterium. 


243698 Bacteria_16S 


bosomal RNA, partial sequence 


712180 712097 12 93 
ibosomal RNA, partial sequence 


gi 


713739 713656 12 93 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


707255 70861 


711792 71330 
nebacterin 


ce 


ionibacter 


265678574 


265678573 
71335 


ales; Cory 


781755 781672 12 93 gi 


eae; 


neba 


ineae; Propionib 
ref |NR_028879.1 
8 Mycobacterium 
Mycobacteri 
ref |NR_028878.1 
9 714869 Mycoba 
cterineae; M 


265678524 


cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 
ycobacteriaceae; 


ref|NR_028828.1 
781358 782875 


Xylanimonas 
Xylanimonas 


243698 Bacteria_16S 810864 810781 12 93 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 854800 854717 12 93 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

243698 Bacteria_16S 882030 881939 4 93 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

243698 Bacteria_16S 912730 912639 4 93 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 

243698 Bacteria_16S 1028011 1027928 12 93 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

243698 Bacteria_16S 1101989 1101922 4 71 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

243698 Bacteria_16S 1133836 1133753 12 93 gi|253680767|ref|NR_028015.1| Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

243698 Bacteria_16S 1147489 1147406 12 93 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

243698 Bacteria_16S 1250275 1250192 12 93 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 


Bacteria; Actinob 


Mycobacterium. 
243698 Bacteria_ 


YIM 30243 16S rib 


243698 Bacteria_ 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

16S 1325858 1325775 12 93 gi|219846136|ref|NR_025726.1| Nocardia alba strain 

osomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

16S 1330410 1330327 12 93 gi|219846082|ref|NR_025672.1| Bifidobacterium 

subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 


thermacidophilum 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria 
Bifidobacteriales 


243698 Bacteria_ 


faecium strain DS 
4810 Bacteria; Ac 


Brachybacterium. 


243698 Bacteria_16S 
aerolata strain V 
Bacteria; Actinob 
Promicromonospora. 
243698 Bacteria_16S 
pacificensis stra 
pacificensis Bact 


Psychrobacter. 


243698 Bacteria_16S 
avium stra 
avium Bact 


subsp. 
subsp. 
Mycobacteriaceae; 


Actinomycetales; 


243698 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 
strain SH1 16S ri 
Clost 
243698 Bacteria_16S 


Firmicutes; 


strain DSM 44222 


243698 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 


; Bifidobacteriaceae; Bifidobacterium. 
16S 1345769 1345686 12 93 gi 
M 4810 16S ribosomal RNA, partial sequ 


1448841 1448750 4 93 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1469871 1469801 1 71 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1 


1475838 1475755 12 93 gi 
in DSM 44156 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
1500158 1500075 12 93 gi 
- afermentans strain CIP 103499 16S ri 
Corynebacterineae; Corynebacteriaceae; 
1501547 1501464 12 93 gi 
16S ribosomal RNA, complete sequence 


1706642 1706551 4 93 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1727903 1727820 12 93 gi 


gi 


1763022 1762939 12 93 gi 


228720938 
ence 13453 
tinobacteria; Actinobacteridae; Actinomycetales; 


224581421 
ce 
ales; 


224581406 
ria; 
219878445 
Mycobacterium; Mycobacterium avium comp 
243698 Bacteria_16S 


afermentans subsp 
Corynebacterium afermentans subsp. 


219846622 
bo 
afermentans Bacteria; Actinobacteria; 
Cc 
219846604 


oc 
219878403 
1706248 17077 
cl 
219878389 
16S ribosomal RNA, partial sequence 1727522 17290 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


v 


ref|NR_027599.1 
82 1346861 Brachy. 
Micrococcineae; 


ref |NR_027202.1 
60 1449852 Promic 
ococcineae; Prom 


14484 
Micr 


ref|NR_027187.1 
1469465 147099 
Pseudomonadales; Mora 


sequence 


ref|NR_025584.1 
1475465 147693 
cetales; Coryneb 
). 

ref 
somal RNA, c 


sequence 
Actinomy 
lex (MAC 
NR_026214.1 
omplete sequ 


terium. 
ref |NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref|NR_025542.1 


orynebac 


15011 
occineae 


ostridium. 
ref|NR_025528.1 
13 Mycobacterium 


bacterineae; Mycobacteri 


Actinobacteria; Actinobacteridae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Promicromonospora 
romonospora aerolata 
icromonosporaceae; 


Psychrobacter 
0 Psychrobacter 
xellaceae; 


avium 
avium 


Mycobacterium 
6 Mycobacterium 
acterineae; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Sinomonas atrocyanea 

nas atrocyanea Bacteria; 

; Sinomonas. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 


219878363 


ref|NR_025502.1 
176264 


Brachybacterium 
5 1764116 Brachybacterium 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; 


Brachybacterium. 


243698 Bacteria_16S 1770453 1770370 12 93 gi 
felinum strain CCUG 39943 16S ribosomal RNA, partial se 
felinum Bacteria; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 
243698 Bacteria_16S 1855637 1855554 12 93 gi| 219878297 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacteriaceae; Corynebacterium. 

243698 Bacteria_16S 1858593 1858510 12 93 gi 
testudinoris strain CCUG 41823 16S ribosomal RNA, parti 
testudinoris Bacteria; Actinobacteria; Actinobacteridae 
Corynebacteriaceae; Corynebacterium. 

243698 Bacteria_16S 1878431 1878348 12 93 gi 
thiooxidans strain CS-K2 16S ribosomal RNA, partial seq 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteri 
243698 Bacteria_16S 1900166 1900083 12 93 gi 
humiphilum strain DSM 12362 16S ribosomal RNA, partial 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; 
Intrasporangiaceae; Ornithinimicrobium. 

243698 Bacteria_16S 1910252 1910161 4 93 gi 
marimammalium strain CCUG 41710 16S ribosomal RNA, part 
marimammalium Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; Actinomyces. 
243698 Bacteria_16S 2030579 2030484 1 93 gi|219878175 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Corynebacteriaceae; Corynebacterium. 

243698 Bacteria_16S 2052270 2052187 12 93 gi 
elephantis strain DSM 44368 16S ribosomal RNA, partial 
elephantis Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 2064361 2064278 12 93 gi 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 20654 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
243698 Bacteria_16S 2078187 2078104 12 93 gi| 219878137 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Propionibacteriaceae; Propionibacterium. 

243698 Bacteria_16S 2090363 2090280 12 93 gi 
heidelbergense strain 2554/91 16S ribosomal RNA, partia 
heidelbergense Bacteria; Actinobacteria; Actinobacterid 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 2111743 2111660 12 
pinnipedii strain 6482 1 
Bacteria; Actinobacteria 


219878357 
quence 
inomycetal 


ref|NR_025496.1 
1770072 177148 
Corynebacter 


Corynebacterium 
6 Corynebacterium 
es; ineae; 
ref |NR_025436.1 

1855266 185659 
ales; Corynebact 


Corynebacterium 
9 Corynebacterium 
erineae; 


v 


219878295 
al sequenc 


; Actinomy 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


Corynebacterium 
1 Corynebacterium 
acterineae; 


219878282 
uence 

a; Burkhol 
219878263 
sequence 
Actinomyce 


ref|NR_025421.1 
1878060 187954 
deriales; Burkho 
ref |NR_025402.1 
1899804 190110 
tales; Micrococc 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


219878256 | ref |NR_025395 
ial sequence 1909867 19112 
e; Actinomycetales; Actin 


Actinomyces 
2 Actinomyces 
mycineae; 


8 
fo} 


ref|NR_025314 
2030195 203163 
ales; Corynebact 


Corynebacterium 
0 Corynebacterium 
erineae; 


cet : 


219878157 
sequence 
Actinomyce 


ref |NR_025296.1 
2051875 205339 
tales; Corynebac 


Mycobacterium 
1 Mycobacterium 
terineae; 
219878147 |ref|NR_025286.1 
61 Cellulophaga 
; Cellulophaga. 
ref|NR_025276.1 
2077807 207932 
tales; Propionib 


Cellulophaga baltica 
baltica Bacteria; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


219878129 
1 sequence 
ae; Actino 


ref|NR_025268.1 
2089993 209143 
mycetales; Coryn 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


’ 


93 gi 
6S ribosomal RNA, partial seque 
; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis complex. 
243698 Bacteria_16S 2128415 2128332 12 93 gi|219857649 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis compl 
243698 Bacteria_16S 2129896 2129813 12 93 gi|219857648 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequenc 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 2134415 2134332 12 93 gi 
strain ATCC 19422 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis complex. 
243698 Bacteria_16S 2135944 2135861 12 93 gi 
strain ATCC 51384 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243698 Bacteria_16S 2147979 2147896 12 93 gi 


219857660 
nce 21113 
ales; Cory 


ref|NR_025249.1 
81 2112761 Mycoba 
nebacterineae; M 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref|NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


, 


Mycobacterium 
8 Mycobacterium 
acterineae; 


219857645 
21340 
Cory 


ref|NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


ales; 


219857644 
21355 

nebacterin 

219857636 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025225.1 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 


strain MUP 1182 1 


Actinobacteria; Actinoba 
243698 Bacteria_16S 


strain ATCC 927 1 


strain NRCM 00-25 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243698 Bacteria_16S 


6S ribosomal RNA, 


2164607 2164524 12 93 


gi 


2217645 2217562 12 93 gi 
5 16S ribosomal RNA, partial sequence 


2265013 2264930 12 93 


gi 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Cory 


6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243698 Bacteria_16S 


nebacterin 
219857625 


nebacterin 

219857587 
22172 

nebacterin 


14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 


219857556 


parmense Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 


ref |NR_025144.1 


Simonsiella muelleri 


strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Simonsiella. 


243698 Bacteria_16S 
strain FI-13295 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243698 Bacteria_16S 2352680 2352597 12 93 gi 
denitrificans strain 123 16S ribosomal RNA, partial seq 
denitrificans Bacteria; Proteobacteria; Betaproteobacte 
243698 Bacteria_16S 2392283 2392200 12 93 gi 
galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; 
243698 Bacteria_16S 2442453 2442359 1 93 gi 
strain KMM 3299 1 


2327184 2327101 12 93 gi 


219857511 


6S ribosomal RNA, partial sequence 2326828 23282 
bacterin 


ne 
219857492 
uence 
ria; 
219857465 
sequence 
F 
219857424 


6S ribosomal RNA, partial sequence 2442080 24435 


Burkh 


lavobact 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025080.1 

2352316 235375 
olderiales; 
ref|NR_025053.1 

2391886 239336 
eriales; Flavoba 
ref|NR_025012.1 


Coma: 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Comamonas 
7 Comamonas 
monadaceae; 

Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Shewanella japonica 


Comamonas. 


41 Shewanella japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

243698 Bacteria_16S 2534696 2534613 12 93 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

243698 Bacteria_16S 2560066 2559987 1 79 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 


strain ILE-3 16S ribosomal RNA, partial sequence 
Synergistetes; Synergistia; Synergistales; Synergistace 
243698 Bacteria_16S 2587667 2587584 12 93 gi 
spumicola strain Ben 107 16S ribosomal RNA, partial seq 
spumicola Bacteria; Actinobacteria; Actinobacteridae; A 
Nocardioidaceae; Friedmanniella. 

243698 Bacteria_16S 2644553 2644470 12 93 gi 
intermedia strain S1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
243698 Bacteria_16S 2655045 2654962 12 93 gi 
thomssenii strain DSM 44276 16S ribosomal RNA, partial 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

243698 Bacteria_16S 2676088 2676005 12 93 
strain Pd55 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nau 
243698 Bacteria_16S 2710512 2710429 12 93 gi 
strain KMM 3664 1 
Bacteroidetes; Flavobacteria; Flavobacteriales; 
243698 Bacteria_16S 2745122 2745032 4 93 
A1-17B 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
243698 Bacteria_16S 2886338 2886247 4 93 gi 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostrid 
243698 Bacteria_16S 2887864 2887773 4 93 gi 
strain JCM 6484 1 
Firmicutes; Clostridia; 
243698 Bacteria_16S 
strain JCM 9989 1 
Firmicutes; Clostridia; 
243698 Bacteria_16S 
strain IFO 15616 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 2954556 2954489 4 71 gi 


gi 


Flavoba 
gi 


Clostridiales; 
2889386 2889295 4 


Eubacteriaceae; 
93 gi 


Clostridiales; 
2903001 2902911 4 


Eubacteriaceae; 
93 gi 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 29556 
bacterin 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
243698 Bacteria_16S 2957532 2957465 4 TL gi 
saperdae strain IFO 15038 16S ribosomal RNA, partial se 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Ac 
Microbacterium. 

243698 Bacteria_16S 2958992 2958925 4 71 gi 
luteolum strain IFO 15074 16S ribosomal RNA, partial se 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Microbacterium. 
243698 Bacteria_16S 


v 


2969712 2969629 12 93 gi 


tai 


qu 
ti 


2559665 25611 
Aminob 


ae; 
219857276 

uence 

ct 


219857228 
e 
riales; 
219857221 
sequence 
Ac 


219857205 


2675717 26771 


tiliaceae; 
219857181 


6S ribosomal RNA, partial sequence 2710175 27115 
eriaceae 


ct 
219857157 


2744758 2746095 Rothi 
occaceae 


oc 
219856865 
sequence 
iales; 
219856864 


6S ribosomal RNA, partial sequence 2887459 28889 
bacteriu 


Eu 
219856863 


6S ribosomal RNA, partial sequence 2888980 28904 
bacteriu 


Eu 
219856854 


16S ribosomal RNA, partial sequence 2902597 29040 
occineae 


oc 
219856820 


ne 


219856818 
quence 


219856817 
ence 


219846944 


inomycet 


26441 
Co: 


tinomyce 


Eub 


nomyceta 


nomyceta 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


243698 Bacteria_16S 


strain IFO 15059 


243698 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


AA-1042 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 
2988049 2987966 12 


93 gi 


quence 
Ac 


219846931 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 


3035087 3034996 4 93 
bosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


Clostridiaceae; 


219846899 


tinomyce 


bacterin 


acterium. 
ref|NR_024907.1 

2587275 258874 
ales; Propioniba 


’ 


ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy’ 
ref|NR_024849.1 

2654667 265613 
tales; Coryneba 


ref |NR_024833.1 
Lebetimonas. 
ref|NR_024809.1 
47 Cellulophaga 
; Cellulophaga. 
ref|NR_024785.1 
a aeria Bacteria 
; Rothia. 
ref|NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024683.1 


m. 
ref|NR_024682.1 
m. 


ref |NR_024673.1 


7 Mi 
ref 


crobacteriac 
NR_024639.1 


eae; Gordoniacea 
ref |NR_024637.1 

2957165 295857 
les; Micrococcin 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


ref|NR_026536.1 
2969338 297081 
tales; Propionib 


ref |NR_026523.1 


eae; Gordoniacea 


17 Aminobacterium mobile Bacteria; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Hydrogenophaga 

enophaga intermedia 

drogenophaga. 
Corynebacterium 

8 Corynebacterium 

terineae; 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Cellulophaga pacifica 


pacifica Bacteria; 


Rothia aeria strain 
Actinobacteria; 


a 
Eubacterium 
8 Eubacterium 


acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Microbacterium 

1 Microbacterium 

eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Friedmanniella 
0 Friedmanniella 


acterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 


ref|/NR_026491.1 


Clostridium. 


Clostridium disporicum 


3034695 3036166 Clostridium disporicum Bacteria; 


243698 Bacteria_ 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


243698 Bacteria_ 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


243698 Bacteria_ 


imitans strain 20 
Bacteria; Actinob 


Corynebacterium. 
243698 Bacteria_ 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


243698 Bacteria_ 


strain WV6 16S ri 
Clost 


Firmicutes; 
243698 Bacteria_ 


islandicus strain 
Bacteria; Nitrosp 


243698 Bacteria_ 


uratoxydans strai 
uratoxydans Bacte 


Arthrobacter. 
243698 Bacteria_ 


matruchotii strain CIP 81.82 16S ribosomal RNA, partial 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


243698 Bacteria_ 


amycolatum strain CIP 103452 16S ribosomal RNA, partial 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


243698 Bacteria_ 


xerosis strain AT 
Bacteria; Actinob 


Corynebacterium. 
243698 Bacteria_ 


strain DZZM 328 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 
243698 Bacteria_ 
strain DSM 44070 


Bacteria; Actinob 


Thermocrispum. 
243698 Bacteria_ 


strain DSM 7486 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


243698 Bacteria_ 


strain DSM 6736 1 
Clost 


Firmicutes; 
243698 Bacteria_ 


paraputrificum st 
paraputrificum Ba 
243698 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; 


hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 


243698 Bacteria_16S 
subsp. paratuberc 
avium subsp. para 
Corynebacterineae 
243698 Bacteria_16S 


strain ATCC 43910 


Bacteria; Actinob 


Mycobacterium. 


243698 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Clost 
243698 Bacteria_16S 


16S 3207427 3207344 12 93 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

16S 3213400 3213317 12 93 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

16S 3214924 3214841 12 93 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


219846783 
ia 
e; 


219846778 
ti 
dae; 
219846777 
32145 
ales; 
16S 3236205 3236114 4 93 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

16S 3248375 3248281 1 93 
bosomal RNA, partial sequence 3247999 32493 
ridia; Clostridiales; Clostridiaceae; Cl 
16S 3287560 3287477 12 93 gi| 219846729 
Rlha3 16S ribosomal RNA, partial sequence 32871 
irae; Nitrospirales; Nitrospiraceae; Thermodesul 
16S 3398597 3398506 4 93 gi|219846646 
n DSM 20647 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 


219846763 
et 
e; 


gi| 219846755 


16S 3430165 3430082 12 93 219846624 


sequence 
Actinomyc 


gi 


16S 3431549 3431466 12 93 219846623 


sequence 
Actinomyce 


gi 


16S 3432998 3432915 12 93 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


219846621 
ence 34326 
ales; 
16S 3435786 3435703 12 93 gi| 219846619 
6S ribosomal RNA, partial sequence 3435424 34367 
nebacterin 


16S 3495042 3494951 4 93 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


219846579 
34946 
Pseu 


ales; 


16S 3514659 3514576 12 93 gi| 219846566 
6S ribosomal RNA, partial sequence 3514284 35157 
ococcineae 
3528417 3528326 4 93 gi| 219846557 
6S ribosomal RNA, partial sequence 3528019 35294 
ridia; Clostridiales; Clostridiaceae; Clostridiu 
16S 3549969 3549878 4 93 gi| 219846543 
rain ATCC 25780 16S ribosomal RNA, partial seque 
cteria; Firmicutes; Clostridia; Clostridiales; C 
3592574 3592483 4 93 gi| 219846513 
6S ribosomal RNA, partial sequence 3592199 35936 
ridia; Clostridiales; Clostridiaceae; Clostridiu 
3607868 3607785 12 93 gi| 219846500 
ATCC 9874 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
3622584 3622501 12 93 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
; Mycobacteriaceae; Mycobacterium; Myc 
3636387 3636304 12 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


16S 


219846490 
partial se 
Actinobac 
obacterium 
219846481 
36360 
Cory 


ales; 


1 sequen 
Actinomycet 


al seque 
Actin 
Cory 
e sequen 


Actinomycet 


ostridiu 


Cory 


ref |NR_026375.1 
ce 3207052 32085 
ales; Coryn 


ref 
nce 
omyc 


NR_026370.1 
32130 
etales; Cor 


ref|NR_026369.1 
49 3216020 Coryn 
nebacterineae; 


ref |NR_026355.1 
ce 3235806 32373 
ales; Strep 
ref |NR_026347.1 
m. 

ref |NR_026321.1 
fovibrio. 
ref |NR_026238.1 
3398202 339968 
etales; Microco 


NR_026216.1 
3429781 343112 
etales; neb 


NR_026215.1 
3431175 343257 
tales; Corynebac 


ref|NR_026213.1 
26 3433942 Coryn 
nebacterineae; 


ref |NR_026211.1 


eae; Corynebact 
ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026149.1 


m. 
ref 
nce 
lost 
ref 


NR_026135.1 
354957 
ridiaceae; C 
NR_026105.1 


m. 
ref|NR_026092.1 

3607525 360892 
ales; Corynebact 


v 


ref 
quen 
teri 


NR_026082.1 
ce 362222 
dae; Actino 
avium complex ( 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


3644112 3644021 4 93 
S ribosomal RNA, partial sequence 


gi|219846476 


Streptomycinea 


ref|NR_026068.1 


e; Streptomyceta 


1 
e. 


2 
y: 


e. 
c 


2 
re 


91 3288591 Thermo 


Cc 


a 


e 
Cc 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Streptomyces 
0 Streptomyces 


omycineae; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 


orynebacteriaceae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 
e 


riaceae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 

2 3551038 Clostridium 
lostridium. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Kitasatospora azatica 


3643713 3645193 Kitasatospora azatica Bacteria; 


ceae; Kitasatospora. 


243698 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


243698 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


243698 Bacteria_16S 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


243698 Bacteria_16S 


strain IFO 14679 


Actinomadura. 


243698 Bacteria_16S 


strain IAM 13153 


3663968 3663885 12 93 gi 
DSM 44277 16S ribosomal RNA, partial s 


Mycobacterium. 
3682223 3682130 2 93 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3728761 3728670 4 93 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 

3731674 3731583 4 


93 gi 


Stre 


3975966 3975872 1 
16S ribosomal RNA, 


93 gi 
complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


243698 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


243698 Bacteria_16S 
ain NRRL B-16149 16S ribosomal RNA, pa 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


243698 Bacteria_16S 


nebraskense strai 
nebraskense Bacte 
Mycobacteriaceae; 


243698 Bacteria_16S 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


243698 Bacteria_16S 


strain M175 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 


strain C3H-21 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


243698 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


243698 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


243698 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


243698 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


243698 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


243698 Bacteria_16S 


strain CCUG 42773 


4031244 4031153 4 93 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034348 4034257 4 93 gi 


teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4062860 4062777 12 93 gi 
n UNMC-MY1349 16S ribosomal RNA, compl 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

4073479 4073396 12 93 gi 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

4233322 4233239 12 93 
ibosomal RNA, partial sequence 


gi 


Cory 
4243851 4243768 12 93 gi 
ribosomal RNA, partial sequence 
Micr 
9309 9216 1 93 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
33827 33733 1 93 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
177981 177887 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
363597 363503 1 93 gi 
FailI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
441919 441825 1 93 gi 
strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


483089 483019 10 79 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 
595816 595726 5 93 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


243698 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


243698 Bacteria_16S 


strain W16 16S ri 
Actinobacteria; A 


243698 Bacteria_16S 
litoralis strain JS5 16S ribosomal RNA, partial sequence 


664109 664015 1 93 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


674708 674638 1 71 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
934455 934361 1 93 gi 


gi 


a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4232932 42344 


4243475 42448 


674316 67581 


219846462 
equence 
inomycet 


219846449 
36818 
terales; R 
219846415 
1 sequence 
idae; Acti 


219846413 


ptosporang 
219846241 
39756 
llaceae; M 
219846202 
40308 
ales; Glyc 
219846200 
rtial sequ 
e; 


219846177 
ete sequen 
Actinomyc 


219846170 
1 sequence 
idae; Acti 


219846046 


nebacterin 
219722939 


ococcineae; 


265679057 
8961 
nadales; P 
265679041 
33436 
obacterine 
265678944 
17756 
omonadacea 
265678812 
ence 36326 
terales; C 
265678760 
sequence 
idae; Bifi 


e; 


265678729 
sequence 
ynergistal 
265678655 

59545 
nomycineae 
265678606 
quence 
ales; 


’ 


Clos 


265678599 


ococcineae; 


265678422 


ref 
3663577 36650 
ales 


ref 
64 3683252 Octad 
hodo 
ref = 
3728410 37298 
nomy 


ref 
31 Actinomadura 
inea 


ref 
07 3977021 Mycop 
ycop 
ref 
56 4032350 Glyco: 
omyc 
ref 
ence 
Actinomycet 


ref 
ce 4062487 40639 
etal 


ref 
4073095 40745 
nomy 


ref 
22 Mycobacterium 
eae; 
ref 
83 Brachybacterium muris Bacteria; 


De 


ref 
10291 
seud 


ref 
34786 
ae; 
ref 
4 179023 Aeromo 
Aeromonas. 
ref 
4 364685 Pheny 
aulo 
ref i 
441527 44295 
doba 


ref 
482698 48417 
es; 
ref 
5 596820 Actin 


Ac 


ref 
663698 66518 
trid 


ref 
0 Dermatophilus 


De 


NR_026054.1 
9 


; Corynebac 


NR_026040.1 


bacteraceae; 
NR_026006.1 
1 
cetales; St 
NR_026004.1 


e; Thermomo 
NR_025831.1 
1 
lana. 
NR_025792.1 


ineae; Glyc 
NR_025790.1 

403395 
ales; Glyco 
NR_025767.1 
9 
es; Coryneba 
NR_025760.1 
6 
r 


cetales; Co 


NR_025636.1 


Mycobacteri 
NR_024571.1 


rmabacterace 

NR_029365.1 
Pseudo 
oalteromona 


NR_029349.1 
Atopob 
Coriobacteri 
NR_029252.1 


NR_029117.1 
1 
bacteraceae; 
NR_029065.1 
4 
cteriales; B 
NR_029034.1 
0 
Synergistace 
NR_028960.1 
fo} 
tinomycetace 
NR_028911.1 
5 


iales Family 


NR_028904.1 


rmatophilace 


ref 
934056 935530 Bacteriovorax litoralis 


NR_028724.1 


t 


e 


xr 


d 


Mycobacterium 
2 Mycobacterium 
erineae; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 

Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinomadura coerulea 


coerulea Bacteria; 
n 


osporaceae; 


Mycoplana bullata 
ana bullata Bacteria; 


Glycomyces algeriensis 


myces algeriensis 
fo) 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


mycineae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Brachybacterium muris 


ae; Brachybacterium. 

Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 

Aeromonas punctata 
nas punctata Bacteria; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 
Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Bacteriovorax 


Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 


243698 Bacteria_ 


subsp. vallismort 
subsp. vallismort 


Salinivibrio. 
243698 Bacteria_ 
chilensis strain 
Bacteria; 
243698 Bacteria_ 
strain JB-A2 16S 
Proteobacteria; 
243698 Bacteria_ 


DSM 43833 16S rib 
Bacteria; Actinob 


Thermobispora. 
243698 Bacteria_ 


strain 01-570-1 1 
Lacto 


Firmicutes; 
243698 Bacteria_ 


strain VPI 0546 1 
Cc 


Actinobacteria; 
243698 Bacteria_ 
subsp. costicola 
costicola subsp. 
Salinivibrio. 


243698 Bacteria_16S 
cellulovorans str 


cellulovorans 743 


243698 Bacteria_16S 


ulvae strain UL12 
Bacteria; 


strain B-10-31 16 
Proteobacteria; 


Bacteria; 
243698 
subsp. 
subsp. 
243698 
strain KMM 241 16 
Proteobacteria; 


vaccimaxillae Bac 
Actinomycetaceae; 


243698 Bacteria_16S 


strain LMG 317541 
Proteobacteria; 


Corynebacterium. 


243698 Bacteria_16S 
hongkongensis str 


hongkongensis Bac 
Actinomycetaceae; 


243698 Bacteria_16S 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


243698 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


243698 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; 


Proteob 


G 


Proteob 
Pseudoalteromonas. 
243698 Bacteria_16S 


G 
243698 Bacteria_16S 
9187 strain TA 4r 
Proteob 
Bacteria_16S 
smithia st 
smithia Ba 
Bacteria_16S 


G 
243698 Bacteria_16S 
vaccimaxillae str 


G 
243698 Bacteria_16S 
simulans strain U 
Bacteria; Actinob 


G 
243698 Bacteria_16S 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


16S 1220013 1219919 1 93 gi 
bacillales; Carnobacteriaceae; Allofus 
16S 1289369 1289275 1 93 gi 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; Cori 
16S 1354905 13548111 93 gi 
strain ATCC 33508 16S ribosomal RNA, p 


costicola Bacteria; Proteobacteria; Ga 


1356385 1356291 1 93 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1402931 1402837 1 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 


1411927 1411833 1 93 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1495608 14955141 93 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1570888 1570794 1 93 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1700545 1700451 1 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
1735515 17354255 93 gi 
ain R10176 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

2026171 2026077 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2036670 2036576 1 93 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


2182861 21827715 93 gi 
ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

2286365 2286271 1 93 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


2351184 2351114 10 79 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2427362 2427268 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 


6S ribosomal RNA, partial sequence 1219617 12211 


complete sequence 1289055 12904 


1411537 14130 


1700153 17016 


2427049 24283 


ales; Pseu 


219878362 


tis. 
219846501 


obacterine 
228720264 


mmaproteob 


228720131 
quence 
ostridiale 
219857444 
14026 
nadales; P 


224581450 


seudoalter 
219846691 
14952 
dales; Aer 
219878156 
al sequenc 
teria; Aer 
219878407 


lteromonad 
219878384 
sequence 

e; Actinom 


219878178 
20257 
omonadacea 
219878170 
nce 20362 
ales; Cory 


219857611 
quence 

e; Actinomycet 
219857541 
sequence 
cteria; Ch 


219857493 
23507 
nergistace 
219857439 


omonadacea 
219857413 


2456172 2456078 1 93 gi 


artial seq 


donocardineae; P 


ref|NR_025501.1 


ref|NR_026093.1 
Coriobacteri 
NR_027590.1 
e 135446 
ria; Vibrion 


ae; 

ref 
uenc 
acte 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 
ref |NR_027234.1 
omonadaceae; Alg 
ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025546.1 


aceae; Glaciecol 
ref|NR_025523.1 

1735130 173662 
ycetales; Actino 


ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 
ref|NR_025200.1 
182453 218387 
ales; Actino 


is} 


ref|NR_025129.1 
2285990 228738 
romatiales; Ecto 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025027.1 
e; Oceanimonas. 
ref 


16S 965355 965261 1 93 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
is strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
is Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 

16S 999201 999107 1 93 gi| 265678378 |ref|NR_028680.1| Thiomicrospira 

Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

16S 1000721 1000627 1 93 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

16S 1170233 1170139 1 93 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
osomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 


seudonocardiaceae; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Salinivibrio costicola 

9 1355953 Salinivibrio 

ales; Vibrionaceae; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 

Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Actinomyces 
2 Actinomyces 
mycineae; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Actinomyces 
7 Actinomyces 
mycineae; 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Aeromonas salmonicida 


NR_025001.1 
245578 


3 2457213 Aeromonas 


salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Aeromonadaceae; 


Aeromonas. 


243698 Bacteria_16S 2599916 2599822 1 93 gi|219857268|ref|NR_024899.1 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 260100 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
243698 Bacteria_16S 2601470 2601376 1 93 gi| 219857267 |ref|NR_024898.1 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 26025 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
243698 Bacteria_16S 2603024 2602930 1 93 gi|219857266|ref|NR_024897.1 
strain 177 16S ribosomal RNA, partial sequence 2602614 26041 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
243698 Bacteria_16S 2713436 2713342 1 93 gi|219857179|ref|NR_024807.1 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 27145 

Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

243698 Bacteria_16S 2730266 2730172 1 93 gi|219857167|ref|NR_024795.1 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae 
243698 Bacteria_16S 2933408 2933314 1 93 gi|219856834|ref|NR_024653.1 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 293448 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacterium. 

243698 Bacteria_16S 2966663 2966569 1 93 gi| 219846946 |ref|NR_026538.1 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dicke 
243698 Bacteria_16S 3033563 3033469 1 93 gi|219846900|ref|NR_026492.1 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 303464 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
243698 Bacteria_16S 3057981 3057887 1 93 gi| 219846883 |ref|NR_026475.1 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 305905 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succini 
Succinimonas. 

243698 Bacteria_16S 3107457 3107363 1 93 gi|219846850|ref|NR_026442.1 
strain N2 16S ribosomal RNA, complete sequence 3107102 31085 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulu 
243698 Bacteria_16S 3108921 3108827 1 93 gi| 219846849 |ref|NR_026441.1 
strain N1 16S ribosomal RNA, complete sequence 3108566 31099 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulu 
243698 Bacteria_16S 3478423 3478333 5 93 gi|219846590|ref|NR_026182.1 
strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 34794 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
243698 Bacteria_16S 3531446 3531352 1 93 gi| 219846555 |ref|NR_026147.1 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacter 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

243698 Bacteria_16S 3532893 3532799 1 93 gi|219846554|ref|NR_026146.1 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 35339 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

243698 Bacteria_16S 3612343 3612249 1 93 gi| 219846497 |ref|NR_026089.1 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromo 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
243698 Bacteria_16S 3633382 3633288 1 93 gi| 219846483 |ref|NR_026075.1 
succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 363447 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Anaerobiospirillum. 

243698 Bacteria_16S 3662432 3662338 1 93 gi| 219846463 |ref|NR_026055.1 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequence 3662041 366352 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Co 
243698 Bacteria_16S 3670057 3669963 1 93 gi| 219846457 |ref|NR_026048.1 
strain EN 101 16S ribosomal RNA, partial sequence 3669690 36711 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenn 
243698 Bacteria_16S 3695765 36956711 93 gi|219846439|ref|NR_026030.1 
porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actino 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; A 
243698 Bacteria_16S 3812737 3812643 1 93 gi|219846354|ref|NR_025945.1 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 381232 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; A 
Aeromonas. 

243698 Bacteria_16S 3823486 3823392 1 93 gi| 219846347 |ref|NR_025938.1 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 382454 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; P 
Haemophilus. 

243698 Bacteria_16S 4008466 4008372 1 93 gi|219846217|ref|NR_025807.1 


strain 848 16S ri 


bosomal RNA, partial sequence 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Clostridium 
4 Clostridium 
lostridium. 
Succinimonas 
3 Succinimonas 
vibrionaceae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Actinobacillus 

bacillus porcinus 

ctinobacillus. 
Aeromonas 

7 3813828 Aeromonas 

eromonadaceae; 


Haemophilus 
7 Haemophilus 


asteurellaceae; 


Aeromonas molluscorum 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


4008054 4009559 Aeromonas molluscorum Bacteria; 


243698 Bacteria_16S 


aminovalericum st 
aminovalericum Ba 


243698 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


243698 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


243698 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


243698 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


243698 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


243698 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


243698 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


243698 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; Clost 


243698 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


243698 Bacteria_16S 


genavense strain 
Bacteria; Actinob 
Mycobacterium. 


243698 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


243698 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


243698 Bacteria_16S 


AT1047 16S riboso 
Flavobacteria; Fl 


243698 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


243698 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


243698 Bacteria_16S 


strain LM 036 16S 


joostei strain LM 
joostei Bacteria; 


243698 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


243698 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


strain DM12 16S r 
Proteobacteria; A 


243698 Bacteria_16S 


strain ATCC49733 


Proteobacteria; G 


mal RNA, partial sequence 


eria; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
243698 Bacteria_16S 
ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
ridia; Clostridiales; 
4025080 4024987 2 


Clostridiaceae; Cl 


93 gi 


acteria; Actinobacteridae; Actinomycetal 
974585 974517 12 79 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1173293 1173225 12 79 gi 
16S ribosomal RNA, partial sequence 

cteroidetes; Flavobacteria; Flavobacte 
1272883 1272799 11 93 gi 


gi 


ro 


ri: 


avobacteriales; Flavobacteriaceae; 
1274305 1274221 11 93 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1374500 1374416 11 93 
1 RNA, partial sequence 


avobacteriales; 


Sej 
gi 


on 


Flavobact 


gi 
Kordi 
gi 


Flavobacteriaceae; 
1439630 1439538 4 93 
ribosomal RNA, partial sequence 
do 


1919459 1919375 11 93 


gi 
ue 
Bacteroidetes; Flavobacteria; Flavobact 
1920967 1920883 11 93 gi 
in LMG 13028 16S ribosomal RNA, partia 


Bacteroidetes; Flavobacteria; Fl 


1 
av 
1928658 1928590 12 79 gi 
or 


2334722 23346325 93 


gi 


lphaproteobacteria; Rhodobacterales; Rho 


2363455 23633611 93 gi 


st 


243698 Bacteria_16S 


3595254 35967 


219846206 
6S ribosomal RNA, partial sequence 4024698 40261 


265678394 
974224 97564 


228719222 


219846220 
1272544 1273908 Sejon 


219846219 
1273959 12753 


228717906 
1374101 1375614 Kordi 


224581428 
1439230 14407 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
243698 Bacteria_16S 
G 18212 16S ribosomal RNA, partial seq 


219878248 


219878247 


219878242 
1928261 19297 


219857505 
2334350 23357 


219857485 
16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pa 


ostridium. 


ref|NR_025796.1 


es; Corynebacterineae; 


ref|NR_028696.1 


spiraceae; Lewinella. 
ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref|NR_025810.1 
gia jeonii Bacte 


11729 
ales; Fl 


gia. 


ref|NR_025809.1 


; Se 
ref 
aal 


eriaceae jongia. 
NR_027568.1 
gicida OT-1 
a. 


ref|NR_027210.1 


nocardineae; Actinosynne 
ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 
1920604 192206 
ales; Flavobacte 


nce 
eriales; 


sequence 
obacteri 


, 


ref |NR_025381.1 


Moritella. 
NR_025093.1 


itellaceae; 


ref 
dobacteracea 
ref 


e; Paracoccu 
NR_025073.1 


eurellaceae. 


M 


188752 188659 2 93 gi| 265678937 |ref|NR_029245.1| Clostridium 
rain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

393992 393899 2 93 gi|265678792|ref|NR_029097.1| Oribacterium sinus 

16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 

ridia; Clostridiales; Lachnospiraceae; Oribacterium. 

524496 524401 1 93 gi|265678702|ref|NR_029007.1| Corynebacterium 
$13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

909625 909532 2 93 gi|265678438|ref|NR_028740.1| Clostridium 
in HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1136856 1136771 10 93 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
mal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

1138407 1138322 10 93 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 
omal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

1183844 1183759 10 93 gi|228717037|ref|NR_027558.1| Anaerotruncus 
7241 16S ribosomal RNA, partial sequence 1183485 1184849 Anaerotruncus colihominis DSM 
irmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerotruncus. 

3595645 3595552 2 93 gi|219846511|ref|NR_026103.1| Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

152021 151949 23 93 gi|265678961|ref|NR_029269.1| Clostridium 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

221039 220956 12 93 gi|265678915|ref|NR_029223.1| Mycobacterium 
2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 


ycobacteriaceae; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Chryseobacterium 

3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 
riaceae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


s. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


2407451 2407367 11 93 


gi 


219857455 


ref |NR_025043.1 


Riemerella columbina 


strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; Flavobact 


eriaceae; Riemerella. 


243698 Bacteria_16S 
pedioforme strain 


Bacteroidetes; 


Micromonospora. 


243698 Bacteria_16S 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae 
Dermabacteraceae; 
243698 Bacteria_16S 


strain DSM 7485 
Actinobacteria; 


Capnocytophaga. 


243698 Bacteria_16S 


strain 3015 16S 
Actinobacteria; 


Mycobacterium. 


243698 Bacteria_16S 
camporealensis strain CRS-51 16S ribosomal RNA, partial 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
243698 Bacteria_16S 


strain R-10 16S 
Bacteroidetes; 


Bacteria; 


strain 2502 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
243698 Bacteria_16S 242502 242435 28 93 gi|265678900|ref|NR_029208.1 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

243698 Bacteria_16S 263593 263510 12 93 gi|265678884|ref|NR_029190.1 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
243698 Bacteria_16S 309132 309049 12 93 gi|265678854|ref|NR_029160.1 


strain ATCC 2776 
Bacteria; Firmic 


243698 Bacteria_16S 


xylanilytica str 
xylanilytica Bac 
Cellulomonadacea 


243698 Bacteria_16S 


strain DV1140 16 
Thermotogae; The 


243698 Bacteria_16S 


micromati strain 
Bacteria; Bacter 


243698 Bacteria_16S 


strain CR 16S ri 
Proteobacteria; 


243698 Bacteria_16S 


Sphingobacteria; 
243698 Bacteria_16S 
inositola DSM 43819 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Sphingobacteria; 
243698 Bacteria_16S 
leiognathi strain 


3149557 3149463 1 93 gi 


3175487 3175404 12 93 gi 


3218013 3217945 12 79 
ribosomal RNA, partial sequence 


gi 


3343814 3343738 4 79 gi 


3354519 3354447 23 93 gi 


Brachybacterium. 


3513124 3513052 23 93 gi 


3604877 3604809 12 79 gi 
ATCC 33612 16S ribosomal RNA, partial 
Bacteroidetes; 


3624097 3624014 12 93 
ribosomal RNA, partial sequence 


gi 


3625630 3625547 12 
16S ribosomal RNA, 


93 gi 
complete sequence 


68566 68507 12 71 


gi 


132362 132279 12 
ribosomal RNA, 


93 
complete sequence 


gi 


176462 176379 12 93 gi 


225523 225440 12 93 
ribosomal RNA, partial sequence 


gi 


0 16S ribosomal RNA, partial sequence 
utes; Clostridia; Clostridiales; 
396960 396893 28 93 
ain XIL11 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 
e; Cellulomonas. 

504743 504660 12 93 

S ribosomal RNA, partial sequence 
rmotogales; Thermotogaceae; Thermosipho. 
519921 519838 12 93 gi 


gi 


gi 


oidetes; Flavobacteria; 
536700 536617 12 
bosomal RNA, partial sequence 


93 gi 


623048 622965 12 93 gi 


219846822 
DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; 
243698 Bacteria_16S 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
243698 Bacteria_16S 
strain NR-27 16S 


219846804 
equence 3175122 3176580 Corynebacterium 
Actinomycetales; Corynebacterineae; 
219846775 
3217640 3219104 Thermonema rossianum Bacteria; 
Sphingobacteriales; Flammeovirgaceae; 
219846688 


es; 


219846680 


complete sequen 


219846567 
16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 
Actinobacteridae; Actinomycetales; Microc 
243698 Bacteria_16S 
sputigena strain 
sputigena ATCC 33612 Bacteria; 


occineae; 
219846503 
quence 

ia; 


se 
Flavobacter 


219846489 
3623734 3625217 Mycobacterium 
bacterineae; 
219846488 


Actinobacteridae; Actinomycetales; Coryne 
243698 Bacteria_16S 
strain ATCC 35799 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265679018 
sequence 


265678974 
131953 13349 
Sphingobacteriales; Rhodothermaceae; 
265678945 
L1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
243698 Bacteria_16S 265678912 
225125 226581 Mycobacterium 


Ruminococcaceae; 
265678790 
complete sequence 

Actinomycetales; 


265678715 
504361 50587 


265678705 
R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavob 
Flavobacteriales; 
265678694 
536318 537802 Caminibacter 
Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
265678636 


ref|NR_026414.1 


Ww 


Chromatiales; 


ref |NR_026396.1 


ref |NR_026367.1 


Thermonema. 
NR_026280.1 


ref 


Thiolamprovum 


149167 3150625 Thiolamprovum 
Chromatiaceae; Thiolamprovum. 


Corynebacterium 


Thermonema rossianum 


Micromonospora 


3343422 3344899 Micromonospora inositola 


Micromonosporineae; 
ref |NR_026272.1 
Actinomycetales; 


ref |NR_026159.1 


ref|NR_026095.1 


ref|NR_026081.1 


ref|NR_026080.1 


Micromonosporaceae; 


Brachybacterium 


ce 3354134 3355645 Brachybacterium 
Micrococcineae; 


Rathayibacter rathayi 
rathayi Bacteria; 


; Microbacteriaceae; Rathayibacter. 


Capnocytophaga 


3604483 3605971 Capnocytophaga 
Flavobacteriales; Flavobacteriaceae; 


Mycobacterium simiae 
simiae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium szulgai 


3625268 3626729 Mycobacterium szulgai 


Corynebacterineae; 


ref |NR_029326.1 
68186 69586 
Actinomycetales; 


ref |NR_029282.1 


ref |NR_029253.1 


Mycobacteriaceae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Rhodothermus marinus 


5 Rhodothermus marinus Bacteria; 
Rhodothermus. 


Photobacterium 


176048 177513 Photobacterium leiognathi 


Vibrionaceae; 


ref|NR_029220.1 


308774 310144 Rumino 
Ruminococcus. 
ref|NR_029095.1 

396579 398094 
Microco 


ref|NR_029020.1 


ref|NR_029010.1 


Flav 
NR_028999.1 


Flavobacteriaceae; 
ref 


Caminibacter. 
ref|NR_028941.1 


Photobacterium. 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
bacterineae; 


Psychroserpens 
Psychroserpens 
iaceae; Psychroserpens. 
Ruminococcus callidus 
coccus callidus 


Cellulomonas 
Cellulomonas 


ccineae; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Flavobacterium 
acterium micromati 
obacterium. 
Caminibacter profundus 


profundus Bacteria; 


Corynebacterium 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriace 


ae; Corynebacterium. 


243698 Bacteria_16S 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 67426 


673233 673142 4 93 


gi 


265678600 


ref 


NR_028905.1 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

243698 Bacteria_16S 978996 978913 12 93 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 
strain II-2 16S ribosomal RNA, partial sequence 978631 980048 Lewinella cohaerens Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

243698 Bacteria_16S 1112692 1112625 4 71 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

243698 Bacteria_16S 1130809 1130726 12 93 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
243698 Bacteria_16S 1153434 1153351 12 93 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

243698 Bacteria_16S 1161119 1161028 4 93 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nakamurella. 


243698 Bacteria_16S 


strain CCUG 33897 


Bacteria; Actinob 


Luteococcus. 


243698 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


243698 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


243698 Bacteria_16S 


obscurus DSM 4316 


1218500 1218417 12 93 gi 
16S ribosomal RNA, partial sequence 


1331995 1331912 12 93 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1338042 1337948 1 93 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


1344239 1344156 12 93 gi 
0 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


243698 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


243698 Bacteria_16S 


ruhlandii strain 
Bacteria; 


piechaudii strain 
piechaudii Bacter 


243698 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


243698 Bacteria_16S 


strain NRRL B-162 


Proteob 
243698 Bacteria_16S 
EY3860 16S ribosomal RNA, partial seq 


1450280 1450197 12 93 gi 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1456332 14562401 93 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1471407 1471315 1 93 gi 


ia; Proteobacteria; Betaproteobacteria 
1489661 1489602 12 a gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


1539384 1539293 4 93 gi 
38 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


243698 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


243698 Bacteria_16S 


aridum subsp. lar 


Kibdelosporangium aridum subsp. 


Actinomycetales; 


243698 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
243698 Bacteria_16S 


strain R2014 16S 


1662356 1662265 4 93 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1663896 1663805 4 93 gi 
gum strain SKF-AAD-609 16S ribosomal R 


Pseudonocardineae; Pseudonocardiaceae; 
1665420 1665329 4 93 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1668503 1668412 4 93 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


243698 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


243698 Bacteria_16S 
metallicus strain R2A 16S ribosomal RNA, partial sequence 


1709688 1709629 12 71 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1743205 1743122 12 93 


gi 


acteria; Actinobacteridae; Actinomycet 


Ss; 


’ 


’ 


e; 


omycetales 
219878368 
ales; 


228721494 
equence 


228721484 
quence 
bacteria; 


228721038 
omycetales 


224581420 
quence 


224581416 
ence 14559 
riales; Al 
224581405 
uence 


219846947 
al 
219857376 


do 
219878433 
s 


219878432 
NA, partia 
largum Bacteria; Actinobacteria; Actinobacteridae; 
K 
219878431 
nc 
al 


219878429 
1668114 16695 
no 
219878401 
ce 
al 


, 


ref 
12181 
Propioni 
ref 
Thermotogac 
ref 


ref 
13438 


’ 


Fr 
ref 


Actinomyceta 


ref 


cali 
ref 
Burkholderia 
ref 
14892 
es; Coryneba 
ref 
15389 
nocardineae; 
ref 
equence 
Actinomycet 


ref 
1 se 
ibdelosporan 
ref 


16650 
Pseu 


e 
es; dono 


ref 


; Ac 
ref 


mycineae 


17093 


es; Coryneba 


219878378 


Fr 


99 1219566 Luteo 


1331586 13330 


1337638 13391 


Burk 


50 1345331 Geode 


1449903 14513 


66 1457283 Achro: 


1471041 14723 


76 1490698 Coryn 


86 1540484 Crossi 


1661967 166345 


31 1666519 Kibde 


12 1710793 Coryn 


ankineae; Na 
NR_025507.1 

c 
bacterineae; 


NR_027617.1 
9 
eae; Thermos 
NR_027607.1 
3 


holderiales; 


NR_027601.1 
r 
ankineae; Ge 
NR_027201.1 
1 
les; Coryneb 
NR_027197.1 
mi 
genaceae; Ac 
NR_027186.1 
6 
les; Alcalig 
NR_026539.1 
e 


cterineae; C 


NR_024964.1 


Pseudonocar 
NR_025572.1 
ales; Pseudo 


NR_025571.1 
quence 


gium. 
NR_025570.1 
1 
cardineae; P 
NR_025568.1 


tinomycetace 
NR_025540.1 
e 


cterineae; C 


ref 


kamurellaceae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Thermosipho 
7 Thermosipho 
ipho. 

Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Geodermatophilus 
matophilus obscurus 
odermatophilaceae; 


DSM 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Achromobacter 

obacter ruhlandii 

hromobacter. 
Achromobacter 

1 Achromobacter 

enaceae; Achromobacter. 

Corynebacterium durum 

bacterium durum 

orynebacteriaceae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Kibdelosporangium 

6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 


1663507 1664980 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


NR_025517.1 


Nocardiopsis 


1742831 1744318 Nocardiopsis metallicus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 
243698 Bacteria_16S 


namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
243698 Bacteria_16S 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 18156 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


Kibdelosporangium. 
243698 Bacteria_16S 


strain DSM 13256, 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 


243698 Bacteria_16S 


strain CCUG 41706 16S ribosomal RNA, partial sequence 


1746253 1746162 4 


Actinomadura. 
1816035 1815944 4 


1916317 1916234 12 


1951559 1951468 4 


219878376 


219878325 


219878250 


219878227 


Actinomyc 


19159 


19511 


ref 


ref 


ref 


ref 


46 1817129 Kibde 


63 1952590 Actin 


NR_025515.1 


NR_025464.1 


NR_025389.1 


NR_025366.1 


Streptosporangineae; Nocardiopsaceae; 


Actinomadura 


1745863 1747300 Actinomadura 
etales; Streptosporangineae; 


Kibdelosporangium 


losporangium aridum 
donocardineae; Pseudonocardiaceae; 


Thermosipho geolei 


11 1917433 Thermosipho geolei Bacteria; 


Actinomyces canis 


omyces canis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


243698 Bacteria_16S 


2076628 2076545 12 


219878138 


propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriaceae; Propionibacterium. 


243698 Bacteria_16S 


avidum strain DSM 4901 16S ribosomal RNA, partial sequence 20809 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 


Propionibacterium. 
243698 Bacteria_16S 


KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Me 
Flavobacteria; Flavobacteriales; 


243698 Bacteria_16S 


2081299 2081216 12 


2096525 2096442 12 


2105634 2105551 12 


Flavobacteriaceae; Mesonia. 


219878135 


219878124 


219878116 


glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 


glaciale Bacteria; Bacteroidetes; 


243698 Bacteria_16S 


strain NCIMB 8634 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 


243698 Bacteria_16S 


strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
243698 Bacteria_16S 


NRRL B-24104 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


243698 Bacteria_16S 


strain ATCC 49929 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 


Propioniferax. 
243698 Bacteria_16S 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequen 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Propionibacteriaceae; Propionibacterium. 


243698 Bacteria_16S 


chloromethanicum strain CM2 16S ribosomal RNA, partial 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 


Hyphomicrobium. 
243698 Bacteria_16S 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomo 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Ce 


243698 Bacteria_16S 


strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomo 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Ce 


243698 Bacteria_16S 


2170756 2170666 2 


2310474 2310383 4 


2342152 2342061 4 


2357339 2357256 12 


2358854 2358771 12 


2399805 2399734 2 


2576958 2576875 13 


2578387 2578304 13 


2685111 2685028 12 


Flavobacteria; 


219857621 


219857522 


2310109 23115 


219857500 


2341772 23432 


219857489 
23569 


219857488 


219857460 
sequence 


219857283 


219857282 


219857199 


strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 26861 


Bacteroidetes; Flavobacteria; 


243698 Bacteria_16S 


2724137 2724046 4 


Flavobacteriales; 


219857172 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 


243698 Bacteria_16S 


2767398 2767315 12 


219857139 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequenc 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Act 


Dietziaceae; Dietzia. 
243698 Bacteria_16S 


2770448 2770381 4 


219857137 


strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


243698 Bacteria_16S 


2797523 2797432 4 


219857118 


21703 


ref 


ref 


ref 


ref 


is} 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 


2076251 207775 


105286 210665 
Flavobacteriales; Cryomorphaceae; Brumimicrobium. 


29 Actinomadura 
Streptosporangineae; Thermomon 


68 2358432 Propio 
ce 2358483 235995 


2399427 240087 


e 2767023 276850 
inomycetales; Co 


NR_025277.1 


NR_025274.1 
bacterineae; 


NR_025263.1 


NR_025255.1 


NR_025210.1 


NR_025110.1 


NR_025088.1 


Pseudonocar 
NR_025077.1 


bacterineae 
NR_025076.1 
les; Propion 
NR_025048.1 
biales; Hyph 
NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
1llulomonadac 


NR_024827.1 


bellia. 
NR_024800.1 


; Micromonos 
NR_024767.1 


NR_024765.1 


ref 


minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 


Propionibacterium 
6 Propionibacterium 


Propionibacterium 


23 2082426 Propionibacterium avidum 


Propionibacteriaceae; 


Mesonia algae strain 


sonia algae Bacteria; Bacteroidetes; 


Brumimicrobium 
6 Brumimicrobium 


Cellvibrio fulvus 


56 2171849 Cellvibrio fulvus Bacteria; 


°. 
Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Zobellia laminariae 


50 Zobellia laminariae Bacteria; 
Flavobacteriaceae; Zo 


Longispora albida 


14 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


poraceae; Longispora. 
Dietzia 

5 Dietzia 
rynebacterineae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 
Nocardiaceae; Rhodococcus. 


NR_024746.1 
279714 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Cryptosporangiaceae; Cryptosporangium. 
243698 Bacteria_16S 


strain IFO 16238 


cineracea strain 


Streptomycetaceae; 


2838349 2838290 12 


2842956 2842889 4 


2940959 2940892 4 


Micromonosporaceae; Virgisporangium. 


243698 Bacteria_16S 
YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Act 


ochraceum strain 


2942475 2942408 4 


Micromonosporaceae; Virgisporangium. 


243698 Bacteria_16S 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; 
243698 Bacteria_16S 

confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 


confusum Bacteria; 


2968185 2968102 12 


Microlunatus. 
3097062 3096979 12 


Corynebacteriaceae; Corynebacterium. 


243698 Bacteria_16S 
riegelii strain DMMZ 241 
Actin 


riegelii Bacteria; 
Corynebacteriaceae; 


243698 Bacteria_16S 
A3 16S 
Firmicutes; 
243698 Bacteria_16S 

IBS B52218 16S 
Acti 


mathranii strain 
Bacteria; 


singulare strain 
singulare Bacteria; 
Corynebacteriaceae; 


243698 Bacteria_16S 


3119588 3119505 12 


3173965 3173882 12 


Clostridia; 
3178584 3178501 12 


3199998 3199939 12 


wk 


eel 


complete sequence 


PL 


FL 


93 


93 


93 


93 


93 


val 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


5 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Actinomycetales; 
Corynebacterium. 


gi 


ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


gi 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 


gi 


219856898 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
243698 Bacteria_16S 
SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 
243698 Bacteria_16S 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 


219856895 


219856829 


219856828 


219846945 


219846857 


219846842 


219846805 
31735 
Thermoa 
219846802 
sequence 


219846788 


inomycet 


Actinomyc 


inomycet 


Actinomy 


ref 


ref 


2 


ref 


ref 


ref 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 


ref 


ref 


ref 


kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


243698 Bacteria_16S 


strain DSM 43067 


Actinomadura. 


243698 Bacteria_16S 


strain DSM 40297 


pilosum Bacteria; 


3254252 3254161 4 


3257249 3257166 12 


3434356 3434273 12 


Corynebacteriaceae; Corynebacterium. 


243698 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
243698 Bacteria_16S 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


243698 Bacteria_16S 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 


atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Thermomonosporaceae; Actinomadura. 

243698 Bacteria_16S 3734585 3734502 12 93 gi|219846411 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Streptosporangiaceae; Microbispora. 

243698 Bacteria_16S 3738971 3738888 12 93 gi| 219846408 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
243698 Bacteria_16S 3740435 3740352 12 93 gi| 219846407 


niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


3571230 3571147 12 


3727307 3727216 4 


3733126 3733043 12 


93 


93 


93 


93 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


93 


93 


gi 


16S ribosomal RNA, partial sequence 3253877 32553 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 


gi 


16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetal 


Streptosporang 


gi 


gi 


3570843 35723 
Turicella. 


gi 


Streptosporang 


gi 


219846751 


219846749 


219846620 


219846528 


219846416 


219846412 


ref 


ref 


ref 
es; 


ref 


ref 


ref 
ceta 
ref 
ycet 
ref 


inea 


ref 


ales; 


2940579 29420 
etales; 


2942098 29435 
ales; 


2967820 29692 


3178210 317953 


ales; Corynebacterineae; 


21 Actinomadura 
ineae; 


45 Nocardiopsis 
ineae; 


3433993 343537 


59 Actinomadura 
ineae; 


3732782 373419 


3734241 373565 


NR_024717.1 


NR_024714.1 
842551 28440 


NR_024648.1 


NR_024647.1 


NR_026537.1 


NR_026449.1 


NR_026434.1 


NR_026397.1 


NR_026394.1 


NR_026380.1 
319961 


NR_026343.1 


NR_026341.1 


NR_026212.1 
Corynebacter 


NR_026120.1 


NR_026007.1 


Thermomon 


NR_026003.1 
les; Strepto 
NR_026002.1 
ales; Strept 
NR_025999.1 


e; Streptosp 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 
Microbacteriaceae; 


Agromyces. 
Kitasatospora 


65 Kitasatospora 
Streptomycineae; 


Virgisporangium 


47 Virgisporangium 
Micromonosporineae; 


Virgisporangium 


63 Virgisporangium 
Micromonosporineae; 


Microlunatus 


87 Microlunatus 
cetales; Propionibacterineae; 


Corynebacterium 


3096668 3098071 Corynebacterium 
Corynebacterineae; 


Corynebacterium 


3119211 3120593 Corynebacterium 
Corynebacterineae; 


Thermoanaerobacter 


65 3175071 Thermoanaerobacter mathranii 
naerobacteraceae; 


Thermoanaerobacter. 
Corynebacterium 
2 Corynebacterium 


Corynebacterium 
4 3201013 Corynebacterium 


Actinomycetales; Corynebacterineae; 


Actinomadura madurae 


madurae Bacteria; 
Thermomonosporaceae; 


Nocardiopsis listeri 


listeri Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Corynebacterium 
3 Corynebacterium 
ineae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae ; Nonomuraea. 


NR_025998.1 


Microtetraspora 


3740091 3741506 Microtetraspora niveoalba 
Streptosporangineae; 


Streptosporangiaceae; 


243698 Bacteria_16S 3741899 3741816 12 93 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

243698 Bacteria_16S 3743364 3743281 12 93 gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea 


strain IFO 14094 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 


strain IFO 13155 


strain IFO 14745 


Stre 
3744829 3744746 12 93 gi 
ibosomal RNA, partial sequence 
Stre 
3746290 3746207 12 93 gi 
Stre 


3747751 3747668 12 93 gi 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 


pt 


pt 


pt 


osporang 
219846404 
3744485 37458 
osporang 
219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 


osporang 
219846402 
16S ribosomal RNA, partial sequence 3747408 37488 


inea 
ref 


e; 
NR_025995.1 


inea 
ref 


e; 
NR_025994.1 


inea 
ref 


e; Streptos 
NR_025993.1 


34 Nonomuraea ferruginea Bacteria; 
Streptosp 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 
Streptosp 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 
Pp 


orangiaceae 7 Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
243698 Bacteria_16S 3831108 3831025 12 93 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

243698 Bacteria_16S 3881172 3881089 12 93 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

243698 Bacteria_16S 3902695 3902604 4 93 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 


strain IFO 15965 


16S ribosomal RNA, partial sequence 3902319 39037 


83 Cryptosporangium arvum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
243698 Bacteria_16S 3917645 3917555 4 93 gi|219846282|ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 

243698 Bacteria_16S 3986094 3986011 12 93 gi|219846234|ref|NR_025824.1| Gramella echinicola 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 3987155 Gramella echinicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 

243698 Bacteria_16S 3987575 3987492 12 93 gi|219846233|ref|NR_025823.1| Aquimarina muelleri 


strain KMM 6020 1 
Bacteroidetes; Fl 


243698 Bacteria_16S 


lipolyticum strai 
Bacteria; Proteob 


243698 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


243698 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


243698 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


243698 Bacteria_16S 


strain B 5329 16S 
Actinobacteria; A 


243698 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


243698 Bacteria_16S 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


243698 Bacteria_16S 


strain 55134 16S 
Actinobacteria; A 


243698 Bacteria_16S 


collagenovorans s 
collagenovorans B 


243698 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


avobacteria; Flavobacteriales; Flavobact 
4002425 4002342 12 93 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 
4032794 4032703 4 93 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


4162012 4161929 12 93 gi 


nc 
le 


al 


Flavobact 
gi 

complet 

Deltaproteobac 


avobacteria; Flavobacteriales; 
10734 10644 iD 89 
rain 16910a 16S ribosomal RNA, 
cteria; Proteobacteria; 


e 
te 


48753 48659 1 93 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
104891 104797 1 93 gi 
t8.Bl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
135411 135321 5 93 gi 
in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

144493 144399 1 93 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
187207 187113 1 93 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
224076 223982 1 93 gi 


gi 
no 


nc 
S; 


1 


a 
gi 
oc 


qu 
bags 


ridia; Clostridiales; Peptococcaceae; Pe 


243698 Bacteria_16S 


257636 257542 1 93 gi 


6S ribosomal RNA, partial sequence 3987206 39886 


219846223 


219846201 


219846106 
6S ribosomal RNA, partial sequence 4161641 41630 


265679056 


265679031 
48372 


265678993 


265678972 


265678966 
144082 14559 


265678938 
265678913 
16S ribosomal RNA, partial sequence 223682 22507 


265678890 


eriaceae 


40020 
Vibri 


e 
S; 


40324 


es; Glyc 


eriaceae 
sequence 
ria; Des 
49856 


mycineae 


10448 
Thermoa 


e 


sequence 
Actinomy 


occineae 


ence 
diales; 


ptococcu 


; Aquimarina. 
ref |NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025791.1 
01 4033899 Glyco 
omycineae; Glyco 
ref|NR_025696.1 


32 Aquimarina muelleri Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Glycomyces arizonensis 


myces arizonensis 


mycetaceae; Glycomyces. 
Algibacter lectus 


67 Algibacter lectus Bacteria; 


; Algibacter. 
ref |NR_029364.1| Desulfovibrio 

10342 11910 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 
ref |NR_029339.1| Actinobaculum schaalii 

Actinobaculum schaalii Bacteria; 
; Actinomycetaceae; Actinobaculum. 
ref|NR_029301.1| Thermoanaerobacter 
6 105949 Thermoanaerobacter wiegelii 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_029280.1| Actinomyces 

135066 136444 Actinomyces 
cetales; Actinomycineae; 
ref|NR_029274.1| Jonesia denitrificans 
5 Jonesia denitrificans Bacteria; 
; Jonesiaceae; Jonesia. 
ref|NR_029246.1| Clostridium 

186799 188298 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_029221.1| Peptococcus niger 
4 Peptococcus niger Bacteria; 
s. 
ref|NR_029198.1| Moorella glycerini 


strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 


Firmicutes; Clost 


ridia; Thermoanaerobacterales; 


Thermoanaerobacteraceae; Moorella group; Moorella. 


243698 Bacteria_ 


marinus strain MH 
Proteob 


Bacteria; 
243698 Bacteria_ 


formicigenes stra 
formicigenes Bact 


243698 Bacteria_ 
strain QH3A7 16S 


243698 Bacteria_ 


strain CS1 16S ri 


Firmicutes; 
243698 Bacteria_ 
strain R9242 16S 


243698 Bacteria_ 
mindensis strain 


mindensis Bacteri 


243698 Bacteria_ 


Lacto 


16S 341342 341248 1 93 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 

-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 

acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 

16S 417195 417101 1 93 gi|265678776|ref|NR_029081.1| Tepidibacter 

in DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 

eria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

16S 489330 489236 1 93 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 

ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

16S 513791 513697 1 93 gi| 265678709 |ref|NR_029014.1| Lactobacillus rossiae 

bosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 

bacillales; Lactobacillaceae; Lactobacillus. 

16S 568784 568690 1 93 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 

ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 

16S 610949 610855 1 93 gi|265678644|ref|NR_028949.1| Lactobacillus 

TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 

a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 668613 668519 1 93 gi|265678603|ref|NR_028908.1| Arcanobacterium 

ain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 


pluranimalium str 
pluranimalium Bac 


Actinomycetaceae; 
243698 Bacteria_ 


strain DSM 2588 1 
Sp 


Bacteroidetes; 
243698 Bacteria_ 


kuenenii strain J 
Proteob 


Bacteria; 
243698 Bacteria_ 


thermophila strai 
Proteob 


Bacteria; 
243698 Bacteria_ 


strain YLM-32 16S 


Arcanobacterium. 

16S 940579 940485 1 93 gi 
6S ribosomal RNA, partial sequence 94 
hingobacteria; 
16S 


997689 997595 1 93 


gi 


16S 1029509 1029415 1 93 


gi 


16S 1076378 1076289 4 93 


ribosomal RNA, partial sequence 


gi 
10 


teria; Actinobacteria; Actinobacterida 


Sphingobacteriales; Chi 


B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 


265678418 
0206 94166 
tinophagac 
265678379 
ce 99729 


e; Actinomycet 


3 Chitinophaga 
eae; 


1 998749 Thiomi 


ales; Actinomycineae; 


ref Chitinophaga pinensis 
pinensis Bacteria; 
Chitinophaga. 

NR_028681.1| Thiomicrospira 
crospira kuenenii 


NR_028720.1 


ref 


hales; Piscirickettsiaceae; Thiomicrospira. 
265678358|ref|NR_028660.1| Thiomicrospira 

nce 1029105 1030582 Thiomicrospira thermophila 
hales; Piscirickettsiaceae; Thiomicrospira. 
265678325|ref|NR_028627.1| Rarobacter incanus 
75986 1077478 Rarobacter incanus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 

243698 Bacteria_16S 1268378 1268284 1 93 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 

243698 Bacteria_16S 1287882 1287788 1 93 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

243698 Bacteria_16S 1385024 13849301 93 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans 0OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

243698 Bacteria_16S 1457710 1457616 1 93 gi|224581414|ref|NR_027195.1| Arcanobacterium 


bernardiae strain 
bernardiae Bacter 


Arcanobacterium. 


243698 Bacteria_16S 


strain ATCC 35185 
Bacteria; 


strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


243698 Bacteria_16S 
papyrosolvens DSM 
Fi 
243698 Bacteria_16S 
hippocoleae strai 
hippocoleae Bacte 


2782 Bacteria; 


Actinomycetaceae; 


243698 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; 


strain Cm al3 16S 
Proteobacteria; D 


243698 Bacteria_16S 


Firmicu 
243698 Bacteria_16S 


G 
243698 Bacteria_16S 


ia; Actinobacteria; Actinobacteridae; 


1524163 1524069 1 93 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; 
1528713 1528619 1 93 

S ribosomal RNA, partial sequence 


gi 


Arcanobacterium. 


LCDC 89/0504 16S ribosomal RNA, parti 


Clostridiales; Veillo 


1528339 15297 


al sequenc 
Actinomyce 


219857527 
15237 
nellaceae; 
219857434 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 


lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; 


Chondromyces. 


e 1457334 14587 
tale 


42 1525238 Selen 


1 
c 


5 Arcanobacterium 
s; Actinomycineae; Actinomycetaceae; 
ref|NR_025115.1 


fo} 


Selenomonas sputigena 
monas sputigena 

Sel 
ref 


enomonas. 


NR_025022.1| Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


Streptosporangineae; Thermomonosporaceae; 
1576966 1576872 1 93 gi|219846510|ref|NR_026102.1| Clostridium 
2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
rmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
1848157 1848063 1 93 gi|219878303|ref|NR_025442.1| Arcanobacterium 
n CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


1875382 1875288 1 93 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
ibosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

1981850 1981756 1 93 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 

ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
eltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

1983435 1983341 1 93 gi|219878206|ref|NR_025345.1| Chondromyces 


1983024 1984558 Chondromyces 
Sorangiineae; Polyangiaceae; 


243698 Bacteria_16S 
apiculatus strain 
apiculatus Bacter 
Chondromyces. 
243698 Bacteria_16S 
viterbiensis stra 
viterbiensis Bacteria; 
243698 Bacteria_16S 

cinnamivorans str 
cinnamivorans Bac 
243698 Bacteria_16S 
strain P925 16S r 
Proteobacteria; G 
243698 Bacteria_16S 
succinogenes stra 
succinogenes Bact 
Actinobacillus. 
243698 Bacteria_16S 
thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 
243698 Bacteria_16S 
strain B3-1 16S r 
Proteobacteria; G 
243698 Bacteria_16S 
strain IFO 12702 


eria; 


243698 Bacteria_16S 
japonicum strain 

japonicum Bacteri 
243698 Bacteria_16S 
immobile strain E 
Bacteria; Proteob 
243698 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
243698 Bacteria_16S 
amylophilus strai 
Bacteria; Proteob 
243698 Bacteria_16S 
oxalivorans strai 
oxalivorans Bacteria; 
243698 Bacteria_16S 

oxalaticus strain 
Bacteria; Firmicutes; 
243698 Bacteria_16S 

strain 10371 16S 


n RAOx- 


RAOx1 


1985019 1984925 1 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


2405920 2405826 1 


in JW/MS-VS5 16S ribosomal RNA, partia 


Firmicutes; 


2430265 2430183 13 
ain CIN1 16S ribosomal RNA, partial se 
teria; 


Firmicutes; 
2604578 2604508 1 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


2638391 2638297 1 


in 130Z 16S ribosomal RNA, partial seq 


Proteobacteria; 


2647628 2647534 1 


DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


2782562 2782468 1 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 


2826208 2826114 1 


2931894 2931800 1 


ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 


3025882 3025788 1 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 


3027432 3027338 1 


strain GKNTAUT 16S ribosomal RNA, 
Bacteria; 


Firmicutes; 
3095489 3095395 1 


n H 18 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; Aeromona 


3121037 3120943 1 


Firmicutes; 
3122584 31224901 


Bacillales; 


3144990 3144916 21 
ribosomal RNA, 


FS 16S ribosomal RNA, partial s 
Bacillales; 


16S ribosomal RNA, partial sequ 
Paenibacillaceae; Ane 


partial sequence 


2604168 26056 


93 gi|219878205|ref|NR_025344.1| Chondromyces 
uence 1984609 1986142 Chondromyces 
a; Myxococcales; Sorangiineae; Polyangiaceae; 
93 gi| 219857456 |ref|NR_025044.1| Caloramator 
1 sequence 2405537 2407016 Caloramator 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
93 gi|219857437|ref|NR_025025.1| Papillibacter 
quence 2429869 2431359 Papillibacter 
Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 
| gi|219857265|ref|NR_024896.1| Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


steurellaceae; Mannheimia. 
93 gi|219857232|ref|NR_024860.1| Actinobacillus 
uence 2637974 2639461 Actinobacillus 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
93 gi|219857226|ref|NR_024854.1| Thiomicrospira 
quence 2647248 2648671 Thiomicrospira 
; Thiotrichales; Piscirickettsiaceae; 
93 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 


ot 
93 gi 
ki 
93 gi 
se 


, 


93 gi 
te 
93 gi 
part 
Clos 

gi 
sequ 


ia 
Clostridia; Loa 
93 
en 
da 
93 gi 
eq 
Paenibacill 
93 gi 
en 
ur 


93 gi 


2782197 27836 


richac 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


neae; 


219856835 


quence 
Oceano 


219846906 


302 
rales; 


219846905 


1 sequ 
idiale 


219846858 


ce 309 
les; S 


219846841 


uence 
aceae; 


219846840 


ce 312 
inibac 


219846825 
3144616 31460 


hiothrix. 
NR_024727.1 


eae; T 


ref 


orichthyaceae; S 
ref|NR_024654.1 
2931509 293296 
irillales; Pseud 
ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref |NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026450.1 
79 3096617 Rumino 
cinivibrionacea 
ref |NR_026433.1 

3120644 312214 
Aneurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026417.1 


Sp 


sp 


55 
c 


en 
S; 


50 
uc 


21 
il 


Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

243698 Bacteria_16S 3151072 3150982 1 89 gi|219846821|ref|NR_026413.1 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 315218 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; D 
Desulfovibrio. 

243698 Bacteria_16S 3160382 3160288 1 93 gi|219846815|ref|NR_026407.1 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonad 
243698 Bacteria_16S 3224092 3224022 1 71 gi|219846771|ref|NR_026363.1 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actino 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Acti 
Actinomyces. 

243698 Bacteria_16S 3230054 3229960 1 93 gi| 219846767 |ref|NR_026359.1 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; P 
243698 Bacteria_16S 3378988 3378898 1 89 gi| 219846663 |ref|NR_026255.1 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 338009 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
Desulfovibrio. 

243698 Bacteria_16S 3594105 3594011 1 93 gi|219846512|ref|NR_026104.1 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 359520 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 
243698 Bacteria_16S 3694328 3694234 1 93 gi|219846441|ref|NR_026032.1 


e: 


12 Thiothrix disciformis Bacteria; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Pseudospirillum 
7 Pseudospirillum 
ospirillum. 
Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Prevotella pallens 


’ 


69 Prevotella pallens Bacteria; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Clostridium 

3 Clostridium 
ostridium. 

Pasteurella aerogenes 


strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


243698 Bacteria_16S 


strain S51-W 16S 


pelophila strain 
Bacteria; 


strain Tab-4c 16S 


Tenericutes; Mollicutes; 
243698 Bacteria_16S 


strain TN-1 16S 


Tenericutes; Mollicutes; 
243698 Bacteria_16S 
strain EC-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
243698 Bacteria_16S 
psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
243698 Bacteria_16S 


Mycobacteriaceae; 


3795992 3795898 1 


3838508 3838414 1 


4137143 4137049 1 


4143405 41433111 


4155782 4155688 1 


538255 538178 4 


845979 845886 2 


Entomoplasmatales; 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 
243698 Bacteria_16S 


93 


93 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


93 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


93 


79 


93 


strain 19 16S ribosomal RNA, partial sequence 


Firmicutes; 
trevisanii strain 
strain L1-82 16S 
Bacteria; 


strain TN-272 16S 
Firmicutes; 


Clostridia; 
243698 Bacteria_16S 

"WeeTee' 
trevisanii Bacteria; 
243698 Bacteria_16S 


Firmicutes; 
243698 Bacteria_16S 


Clostridiales; 
868709 868652 23 


Fusobacteria; 
1383510 1383425 10 


Clostridia; 
1408940 1408847 2 


Clostridiales; 
1566329 1566272 23 


79 


Fusobacteriales; 


93 


ribosomal RNA, partial sequence 
Clostridiales; 


93 


ribosomal RNA, partial sequence 
Clostridia; 
243698 Bacteria_16S 


79 


strain LB37 16S ribosomal RNA, partial sequence 


Fusobacteria; 


Fusobacteriales; 
243698 Bacteria_16S 


1567864 1567807 23 


Fusobacteriaceae; 


79 


strain LB23 16S ribosomal RNA, partial sequence 


Fusobacteria; 


strain WAL 14325 
Fusobacteria; 


Fusobacteriales; 
243698 Bacteria_16S 


Fusobacteriales; 
243698 Bacteria_16S 


1720372 1720299 23 


2956067 2956006 10 


Fusobacteriaceae; 


93 


71 


gi 
37 


gi 


4B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 
243698 Bacteria_16S 


gi 
41 


Spiroplasmataceae; 


gi 
41 


Spiroplasmataceae; 


gi 
41 


Spiroplasmataceae; 


gi 


Clostridiaceae; 


gi 
13 


gi 
14 


Clostridiaceae; 


gi 
15 


gi 
15 


gi 


16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium 
Fusobacteriaceae; 


gi 


Lachnospiraceae; 


Leptotrichia. 


Leptotrichia. 


Cetobacterium. 


219846366|ref|NR_025957.1| Colwellia rossensis 
95600 3797066 Colwellia rossensis Bacteria; 
Colwellia. 
219846336|ref|NR_025926.1| Thiomicrospira 
3838114 3839581 Thiomicrospira pelophila 
Piscirickettsiaceae; Thiomicrospira. 


219846122|ref|NR_025712.1| Spiroplasma turonicum 

36739 4138254 Spiroplasma turonicum Bacteria; 
Spiroplasma. 

219846118|ref|NR_025708.1| Spiroplasma litorale 


43001 4144516 Spiroplasma litorale Bacteria; 
Spiroplasma. 
219846110|ref|NR_025700.1| Spiroplasma corruscae 
55378 4156893 Spiroplasma corruscae Bacteria; 

Spiroplasma. 
265678693|ref|NR_028998.1| Mycobacterium 
sequence 537853 539333 Mycobacterium 
Actinomycetales; Corynebacterineae; 


gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
845553 847081 Clostridium scindens Bacteria; 
Clostridium. 
gi|265678466|ref|NR_028769.1| Leptotrichia 
1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
Fusobacteriaceae; Leptotrichia. 


228716944|ref|NR_027557.1| Roseburia intestinalis 
83100 1384581 Roseburia intestinalis L1-82 
Roseburia. 
224581401|ref|NR_024719.1| Clostridium hylemonae 
08524 1409968 Clostridium hylemonae Bacteria; 
Clostridium. 
219846058] ref |NR_025648.1 
65947 1567431 Leptotrichia 


Leptotrichia shahii 
shahii Bacteria; 


219846057 |ref|NR_025647.1 
67482 1568967 Leptotrichia 


Leptotrichia hofstadii 
hofstadii Bacteria; 
219878394 Cetobacterium somerae 
somerae Bacteria; 


ref|NR_025533.1 


219856819 |ref|NR_024638.1| Microbacterium 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 


ketosireducens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
243698 Bacteria_16S 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; 
Clostridiales; 
243698 Bacteria_16S 


Microbacteriaceae; 


Clostridia; 


3301323 3301239 11 


Blautia. 
3501043 3500952 4 


93 


93 


gi 


gi 


Actinomycetales; Micrococcineae; 


219846720 Blautia schinkii 


Firmicutes; 


ref|NR_026312.1 


strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 


Firmicutes; 


Hymenobacter. 


243698 Bacteria_16S 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 
methylpentosum Bacteria; 
243698 Bacteria_16S 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 


Clostridia; 
243698 Bacteria_16S 

roseosalivarius strain AA718 16S ribosomal RNA, partial 
roseosalivarius Bacteria; 


Clostridiales; 
18458 18390 12 
Bacteroidetes; 


24675 24591 Ld: 
Firmicutes; 


292432 292338 1 


79 


Sphingobacteria; 


93 


Clostridia; 


93 


Clostridiaceae; 


gi 


gi 


gi 


Aggregatibacter actinomycetemcomitans Bacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 


243698 Bacteria_16S 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 
243698 Bacteria_16S 


strain ED 11/3LLK 


Aquificae; Aquificales; 
243698 Bacteria_16S 


407820 407748 23 


603319 603247 23 


716836 716768 12 


93 


93 


79 


strain B43 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


243698 Bacteria_16S 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 


1049491 1049419 23 


93 


gi 


gi 


16S ribosomal RNA, partial sequence 


Desulfurobacteriaceae; Thermovibrio. 


gi 


716437 717968 Enterobacter 


gi 


219846575|ref|NR_026167.1| Clostridium celatum 

Clostridium. 

265679051|ref|NR_029359.1| Hymenobacter 
sequence 18082 19577 Hymenobacter 


Sphingobacteriales; Flexibacteraceae; 


265679047 Clostridium 


Clostridium 


NR_029355.1 
24277 25711 


Clostridiales; Clostridiaceae; Clostridium. 


265678865 NR_029171.1| Aggregatibacter 
RNA, partial sequence 292013 293496 
Proteobacteria; Gammaproteobacteria; 
265678783 |ref|NR_029088.1| Thermovibrio 

407444 408915 Thermovibrio 
Thermovibrio. 
265678649 |ref|NR_028954.1| Thermovibrio ruber 

602905 604369 Thermovibrio ruber Bacteria; 

265678570|ref Enterobacter pyrinus 
pyrinus Bacteria; 
Enterobacteriaceae; Enterobacter. 
265678345|ref|NR_028647.1| Balnearium 
1049100 1050580 Balnearium 


NR_028875.1 


lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 


243698 Bacteria_16S 1236788 1236704 11 93 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

243698 Bacteria_16S 1262208 1262136 23 93 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 
strain CBS 107.95 16S ribosomal RNA, partial sequence 1261851 1263306 Dietzia natronolimnaea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 
243698 Bacteria_16S 1395493 1395425 12 79 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 


strain KA3 16S ri 
Ther 


Thermotogae; 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


1395106 13965 


48 Marinitoga piezophila KA3 Bacteria; 


243698 Bacteria_16S 1518034 1517950 11 93 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

243698 Bacteria_16S 1519546 1519462 11 93 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

243698 Bacteria_16S 2087420 2087348 23 93 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 

243698 Bacteria_16S 2791665 2791581 11 93 gi|219857122|ref|NR_024750.1| Coprococcus catus 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 

243698 Bacteria_16S 2827751 2827683 12 79 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 


strain IHB1 16S r 
Ther 


Thermotogae; 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 


2827347 28288 


49 Thermosipho japonicus Bacteria; 


243698 Bacteria_16S 2841459 28413717 93 gi|219856896|ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

243698 Bacteria_16S 2899899 2899839 35 93 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
243698 Bacteria_16S 3298281 3298197 11 93 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

243698 Bacteria_16S 3771863 3771769 1 93 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

243698 Bacteria_16S 3864261 3864193 12 79 gi|219846319|ref|NR_025909.1| Alistipes putredinis 
strain ATCC 29800 16S ribosomal RNA, partial sequence 3863852 3865319 Alistipes putredinis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 

243698 Bacteria_16S 3984619 3984551 12 79 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

243698 Bacteria_16S 4023589 4023521 12 79 gi|219846207|ref|NR_025797.1| Agromyces salentinus 


strain 20-5 16S r 


243698 Bacteria_16S 


ornithinivorans s 
ornithinivorans B 
Algoriphagus. 


243698 Bacteria_16S 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


243698 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


243698 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


243698 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


243698 Bacteria_16S 


strain A288 16S r 
Actinobacteria; A 
Actinomadura. 


ibosomal RNA, partial sequence 
oc 
4096205 4096137 12 79 gi 
train JC2052 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


1 
a; 


71562 71479 12 93 gi 
ain 592 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Pseudonocardia. 

73120 73037 12 93 gi 
train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
e; Pseudonocardia. 
304438 304355 12 
ribosomal RNA, 


ue 
e; 


eq 
da 


93 
complete sequence 


gi 


243698 Bacteria_16S 


strain A10 16S ri 
Actinobacteria; A 
Actinomadura. 


bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


4023267 40246 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


occineae; Mi 


219846155 


265679016 


265679015 


265678857 
304028 30558 


ref 
sequence 
Sphingobact 
ref 
nce 
Actinomycet 


ref 
uence 
e; Actinomyc 


ref 


4095844 40972 


71176 


72731 


crobacteriac 
NR_025745.1 
6 
eriales; Cyc 
NR_029324.1 
72680 
ales; Pseudo 
NR_029323.1 
74244 
etales; Pseu 


NR_029163.1 


motogales; Thermotogaceae; Thermotoga. 

328895 328801 1 93 gi| 265678841 |ref|NR_029146.1 
strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
acter. 

404715 404632 12 93 gi| 265678785 |ref|NR_029090.1 
ibosomal RNA, partial sequence 404351 405830 Actinomadura 
ctinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 

469281 469198 12 93 gi| 265678738 |ref|NR_029043.1 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 


donocardineae; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Actinomadura latina 


468944 470395 Actinomadura latina Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


243698 Bacteria_16S 
antarctica strain 
antarctica Bacter 
Pseudonocardiaceae; 
243698 Bacteria_16S 
benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 
243698 Bacteria_16S 
prausnitzii strai 
prausnitzii Bacte 
243698 Bacteria_16S 
strain MV1075 16S 
Thermotogae; 


ria; 


506294 506211 12 


Pseudonocardia. 
522995 522912 12 


594335 594252 12 


Firmicutes; 
670097 670026 24 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 


93 gi 


DVS 5al 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 


93 gi 


ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


n ATCC 27768 16S ribosomal RNA, partia 
Clostridia; 


265678714 
quence 


265678703 
ence 52260 


Actinomyce 


ref|NR_029019.1 
505922 507359 
tales; Pseudonoc 


ref |NR_029008.1 


2 524095 Pseudo 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Pseudonocardia 


ales; Pseudonocardineae; Pseudonocardiaceae; 

93 gi|265678656|ref|NR_028961.1| Faecalibacterium 

1 sequence 593943 595404 Faecalibacterium 
Clostridiales; Ruminococcaceae; Faecalibacterium. 

93 gi|265678602|ref|NR_028907.1| Marinitoga camini 
669757 671225 Marinitoga camini Bacteria; 


nocardia benzenivorans 


243698 Bacteria_16S 710641 710558 12 93 gi|265678575|ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

243698 Bacteria_16S 874562 874479 12 93 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

243698 Bacteria_16S 1061545 1061462 12 93 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

243698 Bacteria_16S 1090051 1089968 12 93 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

243698 Bacteria_16S 1097514 1097423 4 93 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

243698 Bacteria_16S 1099020 1098937 12 93 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

243698 Bacteria_16S 1106588 1106505 12 93 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

243698 Bacteria_16S 1108138 1108055 12 93 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

243698 Bacteria_16S 1202013 1201930 12 93 gi|228715358|ref|NR_027530.1| Thermotoga neapolitana 


DSM 4359 16S ribo 


Thermotogae; 


243698 Bacteria_16S 1527198 1527115 12 93 gi| 219857435 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 15282 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

243698 Bacteria_16S 1530210 1530127 12 93 gi| 219857433 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinomadura. 

243698 Bacteria_16S 1768937 1768854 12 93 gi| 219878358 
strain 525 16S ribosomal RNA, partial sequence 1768558 17700 


Proteobacteria; 


Blastococcus. 


243698 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 
243698 Bacteria_16S 
paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 
243698 Bacteria_16S 


E 
243698 Bacteria_16S 
saxobsidens strai 
saxobsidens Bacte 


Thermotogaceae; Thermotoga. 


psilonproteobacteria; Nautiliales; Nautiliaceae; 
1788414 1788331 12 93 gi| 219878343 
n BC448 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
1924004 1923921 12 93 gi| 219878245 
n LM 157 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
e; Pseudonocardia. 
1937734 1937651 12 93 gi| 219878236 


n CF 62 16S ribosomal RNA, partial seque 


ria; Actinobacteria; Actinobacteridae; Actinomyc 
; Brevibacterium. 
2157031 2156948 12 93 gi| 219857630 


somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotogales; 


nce 


a neapolitana DSM 4359 Bacteria; 
ref |NR_025023.1 
88 Actinomadura 


ineae; Thermomo 


Actinomadura yumaensis 
yumaensis Bacteria; 
nosporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


ref|NR_025021.1 
1529847 153130 
tales; Streptosp 


ref|NR_025497.1| Nautilia lithotrophica 
21 Nautilia lithotrophica Bacteria; 
Nautilia. 
ref |NR_025482.1 
1788037 178951 
etales; Frankine 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


ref|NR_025375.1 
1937348 193875 
etales; Micrococ 


Brevibacterium 
9 Brevibacterium 
cineae; 


ref|NR_025219.1| Streptomonospora alba 


strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomonospora. 
243698 Bacteria_16S 2166159 2166076 12 


93 gi 


Pseudonocardia. 
2261892 2261809 12 


Pseudonocardiaceae; 


243698 Bacteria_16S 93 gi 


Thermodesulfobacterium. 

243698 Bacteria_16S 2308953 2308870 12 93 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 2408971 2408888 12 93 gi 
salina strain YIM90002 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Streptomonospora. 
243698 Bacteria_16S 
strain JCM 3151 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbispora. 
243698 Bacteria_16S 2692535 2692452 12 93 gi 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequ 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Act 
Streptosporangiaceae; Planotetraspora. 

243698 Bacteria_16S 2750878 2750795 12 93 gi 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequ 


2670002 2669919 12 93 gi 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptosporangiaceae; Microtetraspora. 
243698 Bacteria_16S 2752372 2752289 12 93 gi|219857151|ref|NR_024779.1 


sphaerica strain JCM 9374 16S ribosomal RNA, partial sequ 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Act 
Streptosporangiaceae; Planomonospora. 
243698 Bacteria_16S 2753868 2753785 12 
strain JCM 9373 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Planomonospora. 
243698 Bacteria_16S 2818706 2818623 12 93 gi|2 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; Planomonospora. 
243698 Bacteria_16S 2820199 2820116 12 
strain JCM 3166 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Planobispora. 
243698 Bacteria_16S 2821693 2821610 12 93 gi 
parontospora subsp. antibiotica strain JCM 3094 16S ribos 
Planomonospora parontospora subsp. 
Actinomycetales; Streptosporangineae; Streptosporangiac 
243698 Bacteria_16S 2937917 2937826 4 93 gi 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Actinoalloteichus. 
243698 Bacteria_16S 3010773 3010690 12 93 gi 
multiseptatus strain AA826 16S ribosomal RNA, partial seq 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 
Geodermatophilaceae; Modestobacter. 
243698 Bacteria_16S 3078842 3078759 12 93 gi 
multipotens strain RH-8 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurel 
243698 Bacteria_16S 3081994 3081911 12 93 gi 
kamchatkensis strain K-119 16S ribosomal RNA, partial s 
kamchatkensis Bacteria; Proteobacteria; 
Desulfurella. 
243698 Bacteria_16S 
strain DSM 43678 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 3251246 3251163 12 93 
strain DSM 43311 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microtetraspora. 


93 gi 


Strept 


93 gi 


Strept 


ea 


eq 
Deltaproteobacter 


3249746 3249663 12 93 gi 


Strept 
gi 


Strept 


219857624 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219857558 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermode 


219857523 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 


219857210 
6S ribosomal RNA, partial sequence 2669632 26710 


219857193 


219857152 


219857150 
6S ribosomal RNA, partial sequence 2753496 27549 


19856911 


219856910 


6S ribosomal RNA, partial sequence 2819828 28212 


219856909 


219846916 


219846869 


219846867 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 


sequenc 


Streptosporangineae; 
219857454 


e 24085 


es; 


Streptosporangineae; 


ence 


ence 


ence 


sequence 


omal RNA, 
e; 


sequence 


uence 


ce 30784 
lales; 


uence 
ia; Desu 


243698 Bacteria_16S 3252754 3252663 4 93 gi 


219846752 


ref 
e 2165786 21672 
ref 
sulfobacteri 
ref 
58 Nonomuraea turkmeniaca Bacteria; 

Streptosporangiaceae; Nonomuraea. 
ref 
77 2410105 Strep 
Streptosporangineae; 
ref 
87 Microbispora 
ref 


inomycetales; 


ref 


inomycetales; 


ref 
39 Planomonospora alba Bacteria; 
osporangineae; Streptosporangiaceae; 
ref 
Actinomycetales; 


ref 
70 Planobispora rosea Bacteria; 
osporangineae; Streptosporangiaceae; 


ref 


ref 
Actinomycetales; 
ref 
Actinomycetales; 


ref 
57 3079982 Desul 
Desul 
ref 


lfurellales; 


ref 
29 Nonomuraea salmonea Bacteria; 
osporangineae; 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 


ref 
28 Microtetraspora glauca Bacteria; 
osporangineae; Streptosporangiaceae; 


ref 


NR_025213.1 


NR_025146.1 
2261503 226299 
ales; 


WR_025111.1 


NR_025042.1 


NR_024838.1 


NR_024821.1 
2692168 269363 


NR_024780.1 
2750506 275194 


2752000 275344 


NR_024778.1 


NR_024732.1 
2818334 281977 


NR_024731.1 


NR_024730.1 


partial sequence 
antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Planomono 
219856831 


spora. 
NR_024650.1 
2937540 293900 


NR_026508.1 
3010413 301189 


NR_026461.1 
f 
furellaceae; 
NR_026459.1 
3081609 308313 
Des 


NR_026346.1 


Streptosp 
NR_026345.1 


NR_026344.1 


2 
P 


Streptosporangineae; Nocardiopsaceae; 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


Thermodesulfobacteriaceae; 


Nonomuraea turkmeniaca 


Streptomonospora 


tomonospora salina 


Nocardiopsaceae; 


Microbispora mesophila 


mesophila Bacteria; 
Streptosporangiaceae; 


Planotetraspora 
9 Planotetraspora 


Streptosporangineae; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 


Streptosporangineae; 


Planomonospora alba 


Planomonospora 
7 Planomonospora 


Streptosporangineae; 


Planobispora rosea 


Planomonospora 
2821321 2822766 


Actinoalloteichus 
7 Actinoalloteichus 


Pseudonocardineae; 


Modestobacter 
4 Modestobacter 


Frankineae; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Nonomuraea salmonea 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


Actinomadura kijaniata 


strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


243698 Bacteria_ 
longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 
243698 Bacteria_ 
claviforme strain 
claviforme Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 
243698 Bacteria_16S 

carneum strain DSM 44125 16S ribosomal RNA, partial sequence 
carneum Bacteria; 
Streptosporangiaceae; 
243698 Bacteria_16S 


album strain DSM 


Bacteria; 


Bacteria; 


strain IFO 14097 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacte 
243698 Bacteria_16S 3825016 3824922 1 93 gi| 219846346 
strain NCTC 3438 16S ribosomal RNA, complete sequence 38245 


Bacteria; Proteobacteria; Gammaproteobacteria; Pasteure 
243698 Bacteria_16S 
aggregatus strain 


16S 3366870 3366787 12 93 gi 


Streptosporangium. 
16S 3368370 3368287 12 93 gi 
DSM 44127 16S ribosomal RNA, partial 


Streptosporangium. 


3369866 3369783 12 93 gi 


Streptosporangium. 


3371365 3371282 12 93 gi 


3587915 3587832 12 93 gi 


3667034 3666951 12 93 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
243698 Bacteria_16S 
libanotica strain 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
243698 Bacteria_16S 


3730210 3730127 12 93 gi 
IFO 14095 16S ribosomal RNA, partial 
Ac 
Actinocorallia. 
3736048 3735966 12 


93 gi 


3761472 3761378 1 93 gi 


11 
3840020 3839937 12 93 gi 
B15 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Blastococcus. 


243698 Bacteria_16S 
strain Q-1 16S ribosomal RNA, partial sequence 
Ba 


Bacteroidetes; 


3862741 3862658 12 93 gi 


cteroidia; Bacteroidales; 


3952244 3952161 12 


Rikenellaceae; 
93 


219846672 
sequence 
Actinomycetales; 


219846671 
sequence 
Ac 


219846670 


219846669 
43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Streptosporangium. 
243698 Bacteria_16S 
acetivorans strain A63 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurel 
243698 Bacteria_16S 
strain ATCC 15712 


219846517 


219846414 
sequence 


219846410 
16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 
strain 172 16S ribosomal RNA, partial sequence 


219846335 


219846320 
3862330 38638 


219846257 


Actinobacteria; Actinobacteridae; Actinomycetales; 


33709 
es; 


35875 
lales; 


36666 


Streptosporangineae; 
219846391 
3761076 37625 


ales; Pa 


38396 


es; Fran 


Rikenel 


tinomycetale 


Streptosporangineae; 


Desul 
219846459 


tinomycetale 


Streptosporangineae; Thermomonosporaceae; 


ref|NR_026264.1| Streptosporangium 
3366504 3367953 Streptosporangium 
Streptosporangineae; 


ref|NR_026263.1| Streptosporangium 
3368004 3369448 Streptosporangium 
s; Streptosporangineae; 


ref|NR_026262.1| Streptosporangium 
3369499 3370948 Streptosporangium 
Streptosporangineae; 


ref|NR_026261.1| Streptosporangium 
99 3372445 Streptosporangium album 
Streptosporangiaceae; 


ref|NR_026109.1] Desulfurella 

07 3589069 Desulfurella acetivorans 

furellaceae; Desulfurella. 

ref|NR_026050.1| Brenneria salicis 

79 3668133 Brenneria salicis ATCC 15712 

Enterobacteriaceae; Brenneria. 

ref|NR_026005.1| Actinocorallia 
3729869 3731272 Actinocorallia 

s; Streptosporangineae; 


ref|NR_026001.1| Nonomuraea spiralis 

14 Nonomuraea spiralis Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_025982.1| Geobacter chapelleii 
47 Geobacter chapelleii Bacteria; 
raceae; Geobacter. 

ref|NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 
steurellaceae; Avibacterium. 
ref|NR_025925.1] Blastococcus 

32 3841072 Blastococcus aggregatus 
kineae; Geodermatophilaceae; 


ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 

la. 
ref 


243698 Bacteria_16S 


strain DSK1 16S ribosoma 
Proteobacteria; 
243698 Bacteria_16S 
velocicrescens strain MQ 
velocicrescens Bacteria; 
243698 Bacteria_16S 
strain HYOS-1 16S 
Tenericutes; Mollicutes; 
243698 Bacteria_16S 
strain TABS-2 16S riboso 
Tenericutes; Mollicutes; 
243698 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Mollicutes; 
243698 Bacteria_16S 
strain CCH 16S ribosomal 
Tenericutes; Mollicutes; 
243698 Bacteria_16S 


Thermomonosporaceae; Act 


243698 Bacteria_16S 


amylolyticus Bacteria; 
243698 Bacteria_16S 


F 


4141837 4141746 4 
ribosomal RNA, partial sequence 


4149665 4149574 4 


4154214 4154123 4 
ribosomal RNA, 


4158911 4158820 4 


4218176 4218093 12 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 


29189 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 


54964 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 


1 RNA, partial sequence 


Gammaproteobacteria; Alteromonadales; Mor 
4135575 4135484 4 
-4 16S ribosomal RNA, partial s 


93 


Tenericutes; Mollicutes; 
93 


Entomoplasmatales; 
93 

mal RNA, partial sequence 
Entomoplasmatales; 
93 

partial sequence 
Entomoplasmatales; 


93 
RNA, partial sequence 
Entomoplasmatales; 
93 


inomadura. 


29095 1 93 


irmicutes; 


54870 1 93 


Lactobacillales; 


gi 


NR_025847.1 


Moritella japonica 


3951843 3953348 Moritella japonica Bacteria; 
itellaceae; Moritella. 
gi|219846123|ref|NR_025713.1| Spiroplasma 
equence 4135174 4136688 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
4141437 4142950 Spiroplasma montanense Bacteria; 
Spiroplasmataceae; Spiroplasma. 
gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
4149264 4150768 Spiroplasma helicoides Bacteria; 
Spiroplasmataceae; Spiroplasma. 
gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
4153813 4155327 Spiroplasma culicicola Bacteria; 
Spiroplasmataceae; Spiroplasma. 
gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
4158509 4160024 Spiroplasma chinense Bacteria; 
Spiroplasmataceae; Spiroplasma. 
gi|219846062|ref|NR_025652.1| Actinomadura 
4217823 4219291 Actinomadura 
Actinomycetales; Streptosporangineae; 
gi|265679044|ref|NR_029352.1| Lactobacillus 
28769 30312 Lactobacillus 
Lactobacillaceae; Lactobacillus. 


265679027 
56028 


gi 


ref |NR_029335.1| Holdemania filiformis 
Holdemania filiformis Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 


243698 Bacteria_16S 129234 129160 21 93 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
strain ES2772 16S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

243698 Bacteria_16S 184079 183994 10 93 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243698 Bacteria_16S 262008 261914 1 93 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

243698 Bacteria_16S 301402 301308 1 93 gi| 265678859 |ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

243698 Bacteria_16S 332070 331976 1 93 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

243698 Bacteria_16S 375522 375428 1 93 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243698 Bacteria_16S 412547 412453 1 93 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243698 Bacteria_16S 632272 632178 1 93 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

243698 Bacteria_16S 658056 657962 2 93 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

243698 Bacteria_16S 665666 665572 1 93 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

243698 Bacteria_16S 798593 798499 1 93 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

243698 Bacteria_16S 807843 807749 1 93 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243698 Bacteria_16S 827641 827547 1 93 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

243698 Bacteria_16S 829217 829123 1 93 gi|265678493|ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

243698 Bacteria_16S 838282 838216 29 93 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
243698 Bacteria_16S 904987 904893 1 93 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

243698 Bacteria_16S 1011279 1011184 1 93 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

243698 Bacteria_16S 1080876 1080782 1 93 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
strain NAF001 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 1114240 11141701 vi gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

243698 Bacteria_16S 1120276 1120182 1 93 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 


2CP-1 Bacteria; P 
Anaeromyxobacter. 
243698 Bacteria_16S 1121841 1121747 1 
serovar 3 str. ATCC 2781 
serovar 3 str. ATCC 27815 Bacteria; 
243698 Bacteria_16S 1152028 1151934 1 

strain JT7304 16S ribosomal RNA, partial 
Proteobacteria; Gammapro 
243698 Bacteria_16S 1182367 1182273 1 


roteobacteria; 


93 


93 
sequence 


teobacteria; Alteromonadales; 


93 


Deltaproteobacteria; My 


gi 


5 16S ribosomal RNA, partial se 
Tenericutes; Mollic 


gi 


1151622 11530 
P 


gi 


xococcales 


228715451 
quence 

utes; Myco 
253680755 


sychromona 


’ 


cy 


ref 
i 

plas 

ref 


dace 


228717350 


stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 


stercorihominis DSM 17244 Bacteria; 


Firmicutes; 


Clostridia; 


ref 


121455 11228 
mataceae; 


67 Psychromonas 


stobacterine 
NR_027532.1 
9 
Ur 
NR_028003.1 


ae; Psychro 
NR_027562.1 


bR 


Eubact 


ae; Myxococcaceae; 
Ureaplasma parvum 

3 Ureaplasma parvum 
eaplasma. 
Psychromonas kaikoae 


kaikoae Bacteria; 
monas. 


Anaerofustis 


181973 1183434 Anaerofustis 
Clostridiales; 


eriaceae; Anaerofustis. 


243698 Bacteria_16S 1198962 1198888 12 


DSM 18053 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteria; Bacteroidetes; 
243698 Bacteria_16S 
strain AM1114 16S 
Firmicutes; Clostridia; Clostridiales; 
243698 Bacteria_16S 1265287 1265193 1 
16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
243698 Bacteria_16S 
cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; 
243698 Bacteria_16S 1313501 1313407 1 
brockii subsp. brockii strain HTD4 


1223080 1222986 1 


1302866 1302776 5 


Thermoanaerobacterales; 
243698 Bacteria_16S 
ferrooxidans DSM 


1360831 1360765 29 


Acidimicrobiaceae; Acidimicrobium. 
243698 Bacteria_16S 1497136 1497042 1 
saccharolyticum subsp. 


Halanaerobiales; Halanaerobiaceae; 


243698 Bacteria_16S 1512050 1511956 1 


strain 8025 16S ribosomal RNA, partial sequence 


Proteobacteria; 
243698 Bacteria_16S 
strain R5292 16S 


1682126 1682036 5 


ribosomal RNA, partial sequence 


Clostridiaceae; 


Clostridiales; 


10331 16S ribosomal RNA, 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Ac 


ribosomal RNA, partial sequence 


85 gi 


16S ribosomal RNA, 
Thermoanaerobacter brockii subsp. brockii Bacteria; 
Thermoanaerobacteraceae; 


saccharolyticum strain DSM 6643 
1498218 Halanaerobium saccharolyticum subsp. 
Halanaerobium. 


93 gi 


93 gi 


228715480 


1198618 12000 
Sphingobacteriales; 


16S ribosomal RNA, partial sequence 1302478 13039 


saccharolyticum Bacteria; 


219878127 


1511717 15130 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


219878420 


1681727 16832 


partial sequence 
Firmicutes; 


ref|NR_027533.1 


ref |NR_025266.1 


ref|NR_025559.1 


Firmicutes; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 
Flexibacteraceae; Dyadobacter. 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Clostridium grantii Al 


Eubacterium 


66 Eubacterium cellulosolvens 6 


93 gi| 219878346 |ref|NR_025485.1 
1222664 12241 
Clostridiaceae; Caminicella. 
93 gi| 219846539 |ref|NR_026131.1 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridium. 
93 gi|219846514|ref|NR_026106.1 
Eubacteriaceae; Eubacterium. 
93 gi| 228718892 |ref|NR_027577.1 


Thermoanaerobacter 


1313094 1314606 
Clostridia; 


Thermoanaerobacter. 
93 gi|228719712|ref|NR_027584.1| Acidimicrobium 
complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
idimicrobiales; Acidimicrobineae; 
93 gi|219846665|ref|NR_026257.1| Halanaerobium 
16S ribosomal RNA, complete sequence 1496733 


Clostridia; 


Histophilus somni 


77 Histophilus somni Bacteria; 
Histophilus. 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


243698 Bacteria_16S 1738560 1738470 5 


cardiffensis strain CCUG 44997 16S ribosomal RNA, partial 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
243698 Bacteria_16S 1741661 1741583 17 


93 gi 


93 gi 


219878382 


219878379 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 


thomasii Bacteria; 
Anaerobiospirillum 


243698 Bacteria_16S 1756979 1756885 1 


strain 2825 16S ribosomal RNA, partial sequence 


Proteobacteria; 


243698 Bacteria_16S 1837362 1837268 1 


Proteobacteria; Gammaproteobacteria; 


93 gi 


LT 


93 gi 


219878367 


219878310 


intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 


intestinalis Bacteria; 
243698 Bacteria_16S 


Firmicutes; 
1838925 1838831 1 


Lactobacillales; 


93 gi 


Lactobacillaceae; 


219878309 


strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 18400 


Firmicutes; Lactobacillales; 


243698 Bacteria_16S 1852560 1852466 1 


Lactobacillaceae; 


93 gi 


Lactobacillus. 


219878299 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Thermobifida. 
243698 Bacteria_16S 1908707 1908613 1 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial 


sanguinicola Bacteria; 
243698 Bacteria_16S 


Firmicutes; 
1986606 1986512 1 


ferrugineus strain Cb fel8 16S ribosomal RNA, 


ferrugineus Bacteria; Proteobacteria; 
Cystobacteraceae; Cystobacter. 
243698 Bacteria_16S 2046020 2045946 21 


strain M384 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; Bacteroidia; 
243698 Bacteria_16S 
submarinus strain 
Bacteria; 
243698 Bacteria_16S 


2102644 21025741 


2235900 2235810 1 


93 gi 


93 gi 
complete 


Deltaproteobacteria; 


93 gi 


71 gi 


6N 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


89 gi 


219878257 
sequenc 


Lactobacillales; Aerococcaceae; 


219878204 
sequence 


219878161 


2045623 20471 
Prevotellaceae; 


Prevot 
219878118 
21022 


219857575 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 


thiodismutans Bacteria; 
Desulfonatronum. 
243698 Bacteria_16S 


Proteobacteria; 


2237433 2237339 1 


Deltaproteobacteria; 


93 gi 


Desu 


219857574 


californiensis strain APO 16S ribosomal RNA, partial sequence 


californiensis Bacteria; Firmicutes; 


Clostridia; 


Clostridiales; C 


sequence 1738160 173968 
Actinomycetales; Actinomycineae; 


Aeromonadales; 


56574 1758069 Psychromonas 
Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


Actinomycetales; 


Myxococcales; 


ref|NR_025521.1 


ref|NR_025518.1 
1741287 174278 


ref|NR_025506.1 


ref|NR_025449.1 
1836949 183846 
Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


ref|NR_025438.1 
1852181 185367 
Stre 


ref|NR_025396.1 
e 1908318 190981 
Aerococcus. 
ref |NR_025343.1 

1986193 198770 
Cystobac 
ref|NR_025300.1 
ella. 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025163.1 

2235498 223697 
lfovibrionales; 


ref|NR_025162.1 


Actinomyces 
1 Actinomyces 


Anaerobiospirillum 
0 Anaerobiospirillum 


Succinivibrionaceae; 


Psychromonas profunda 


profunda Bacteria; 
Psychromonas. 


Lactobacillus 

1 Lactobacillus 

us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Aerococcus 
6 Aerococcus 


Cystobacter 
9 Cystobacter 


terineae; 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Desulfonatronum 

8 Desulfonatronum 
Desulfonatronumaceae; 


Tindallia 


2237029 223848 
lostridiaceae; T 


3 Tindallia 
indallia. 


243698 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


243698 Bacteria_16S 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


243698 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


243698 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


243698 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


243698 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 
erobacte 


phaeum strain PB 
Firmicutes; Clost 


243698 Bacteria_16S 


strain IFO 13613 
Proteobacteria; A 


243698 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


243698 Bacteria_16S 


histidinovorans s 
histidinovorans B 


243698 Bacteria_16S 


strain 22-7934 16S 
Firmicutes; Clost 


243698 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


243698 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


243698 Bacteria_16S 


strain DSM 3662 1 


2419868 2419774 1 93 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2626189 2626115 12 85 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

2680652 2680558 1 93 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2701544 2701470 21 93 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2793053 2792959 1 93 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2883464 2883370 1 93 gi 


gi 


Thermoa 
gi 


ridia; Thermoanaerobacterales; 
2928905 2928811 1 93 


lphaproteobacteria; Rhizobiales; Methy 
3056469 3056375 1 93 gi 
train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


3088010 3087916 1 93 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3101458 3101364 1 93 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3116521 3116427 1 93 gi 
star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


3240755 3240661 1 93 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
3273923 3273829 1 


gi 


Clostridiaceae; 
93 gi 


219857446 


2419471 24209 


219857247 
equence 


’ 


219857202 
1 
Ca 
219857187 


2701149 27026 
Prevot 


ae; 
219857121 
sequence 
iales; 
219856869 


na 
219856837 


16S ribosomal RNA, partial sequence 2928528 29299 
cystacea 


lo 
219846884 

sequence 

ct 


219846863 
1 
ridiales; 
219846854 


3101054 31025 


Tindallia. 
219846844 
uence 

a; 


219846760 


3240430 32418 
ermobrac 


Th 
219846738 


6S ribosomal RNA, partial sequence 3273522 32749 


Actinomy 


sequence 
rnobacte 


Clo 


eria; Ae 


sequence 


Alteromonad 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


ref |NR_024877.1 
2625807 262727 
cetales; Propion 


Alkalibacterium 
1 Alkalibacterium 


ref |NR_024830.1 
2680270 268176 
riaceae; Alkalibacterium. 
ref|NR_024815.1| Prevotella shahii 
38 Prevotella shahii Bacteria; 
ella. 
ref|NR_024749.1 
2792664 279412 
stridiaceae; Clostridium. 
ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
raceae; Thermacetogenium. 
ref|NR_024656.1| Terasakiella pusilla 
56 Terasakiella pusilla Bacteria; 
e; Terasakiella 
ref |NR_026476.1 
3056079 305754 
romonadales; Suc 


Clostridium 
8 Clostridium 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Natronincola 
0 Natronincola 
Clostridiaceae; Natronincola. 
ref|NR_026446.1| Tindallia magadiensis 
35 Tindallia magadiensis Bacteria; 


ref|NR_026455.1 


087607 308909 


Ww 


ref 
3 


NR_026436.1 
116131 311762 
ales; Psychr 


Psychromonas 
9 Psychromonas 
omonadaceae; 


ref|NR_026352.1| Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
hium. 
ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

243698 Bacteria_16S 3275432 3275338 1 93 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

243698 Bacteria_16S 3279979 3279885 1 93 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 
strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

243698 Bacteria_16S 3284547 3284453 1 93 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

243698 Bacteria_16S 3365425 33653311 93 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

243698 Bacteria_16S 3375930 3375836 1 93 gi| 219846666 |ref|NR_026258.1| Halanaerobium 
saccharolyticum subsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


243698 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


243698 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


243698 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


243698 Bacteria_16S 


strain IC079 16S 


Proteobacteria; G 


Halanaerobiaceae; Halanaerobium. 
3551502 3551408 1 93 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 
3600286 3600192 1 


gi 


Clostridiaceae; 
93 gi 


bacillales; Carnobacteriaceae; Dolosig 
3613899 3613805 1 93 gi 


bacillales; Carnobacteriaceae; Alloioc 
3660918 3660824 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 


243698 Bacteria_16S 


brockii subsp. 


Ca 


219846542 


3551089 35526 
loramato 


219846506 


6S ribosomal RNA, partial sequence 3599877 36013 


ranulum. 
219846496 


16S ribosomal RNA, partial sequence 3613485 36150 
oc 


cus. 
219846464 


3660516 36619 
eromonad 


Lt 


3882755 3882661 1 93 gi 


219846307 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 


senegalense Bacteria; Firmicutes; Clostridia; 


ref|NR_026134.1| Caloramator indicus 
03 Caloramator indicus Bacteria; 
r. 
ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


Alloiococcus otitis 
otitis Bacteria; 


ref|NR_026088.1 
09 Alloiococcus 


ref|NR_026056.1| Glaciecola pallidula 
90 Glaciecola pallidula Bacteria; 
aceae; Glaciecola. 

ref|NR_025897.1| Thermoanaerobacter 
3882338 3883860 


Thermoanaerobacte 


metallireducens s 
metallireducens B 
Geobacter. 


amylolyticus stra 
amylolyticus Bact 


Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacteraceae; Thermoanaerobacter. 
243698 Bacteria_16S 3885846 3885753 1 93 gi|219846305|ref|NR_025895.1| Geobacter 
train GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
243698 Bacteria_16S 3904254 3904160 1 93 gi|219846292|ref|NR_025882.1| Paenibacillus 
in NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
243698 Bacteria_16S 3907370 3907276 1 93 gi|219846289|ref|NR_025879.1| Ureaplasma felinum 


strain FT2-B 16S 
Tenericutes; Moll 


243698 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


243698 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


243698 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


243698 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


243698 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
4065970 4065880 1 89 gi 


eltaproteobacteria; Desulfovibrionales; 


4144971 4144877 1 93 gi 
ain LD-1B 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
4183378 4183284 1 93 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
698936 698880 40 93 gi 
ibosomal RNA, partial sequence 


pl 


qu 
al 


243698 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


243698 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


243698 Bacteria_16S 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


243698 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


243698 Bacteria_16S 


antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 


243698 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


243698 Bacteria_16S 


NS12 16S ribosoma 
Sphingobacteria; 


243698 Bacteria_16S 


strain Loup-1 16S 


3906969 39084 


219846175 
16S ribosomal RNA, partial sequence 4065569 40669 


219846117 
eq 


219846088 


265678583 
698584 69993 


ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025707.1 

4144567 414608 
s; Spiroplasmat 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref|NR_028888.1 


Desulfov 


uence 
asmatale 


rs 


ence 


es; Pept 


a 


41 Ureaplasma felinum Bacteria; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 

Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
1260775 1260692 12 93 gi|219846707|ref|NR_026299.1| Brevibacterium 
49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
; Brevibacterium. 
2504335 2504251 11 93 gi|219857379|ref|NR_024967.1| Sporobacterium 
R1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
tes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 
87916 87848 12 79 gi|265679004|ref|NR_029312.1| Capnocytophaga 
n A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
162689 162617 23 93 gi|265678954|ref|NR_029262.1| Brevibacterium 
n P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
281664 281580 11 93 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 


ribosomal RNA, partial sequence 


1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
2393800 2393716 11 93 gi 
ribosomal RNA, partial sequence 


Ru 


281272 28276 


1248510 1249867 Runel 


219857464 
2393419 23948 


la zeae Bacteria 
nella. 
ref|NR_025052.1 


84 Porphyromonas 


Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
243698 Bacteria_16S 2396762 2396678 11 93 gi|219857462|ref|NR_025050.1 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 239781 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Famil 
Anaerobranca. 

243698 Bacteria_16S 3228587 3228503 11 93 gi|219846768|ref|NR_026360.1 
strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; A 
243698 Bacteria_16S 3394039 3393967 23 93 gi|219846649|ref|NR_026241.1 


strain DSM 2062 1 


strain ATCC 51270 
Bacteria; Bactero 


idetes; 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
243698 Bacteria_16S 


oc 
3409315 3409231 11 93 gi 
16S ribosomal RNA, partial sequence 


Bacteroidia; Bacteroidales; Po 


rp 


243698 Bacteria_16S 


3502464 3502392 23 93 


gi 


219846638 


219846574 


; Brevibacteriac 
ref |NR_026230.1 
32 3410401 Porphy: 
daceae; Porphyro 
ref |NR_026166.1 


occineae 


34089 
hyromona 


7 Eubacterium infirmum Bacteria; 


ridia; Clostridiales; Eubacteriaceae; Eubacterium. 
420171 420099 23 93 gi|265678774|ref|NR_029079.1| Brevibacterium 
KM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
1132342 1132270 23 93 gi|253680768|ref|NR_028016.1| Brevibacterium 
CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
1248848 1248780 12 79 gi|219857416|ref|NR_025004.1| Runella zeae strain 


; Bacteroidetes; 


Porphyromonas gulae 
gulae Bacteria; 


Anaerobranca 
8 Anaerobranca 


y XIV. Incertae Sedis; 


Anaerococcus octavius 


octavius Bacteria; 


naerococcus. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Porphyromonas catoniae 
romonas catoniae 

monas. 

Brevibacterium linens 


strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 


243698 Bacteria_16S 3525305 3525221 11 93 gi|219846559|ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243698 Bacteria_16S 3548423 3548339 11 93 gi|219846544|ref|NR_026136.1| Porphyromonas 
cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 3548038 3549521 Porphyromonas 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
243698 Bacteria_16S 3606414 3606346 12 79 gi|219846502|ref|NR_026094.1| Capnocytophaga 
gingivalis strain ATCC 33624 16S ribosomal RNA, partial sequence 3606022 3607474 Capnocytophaga 
gingivalis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
243698 Bacteria_16S 3797523 3797429 1 93 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

243698 Bacteria_16S 3901166 3901083 12 93 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

243698 Bacteria_16S 4079627 4079543 11 93 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

243698 Bacteria_16S 4112787 4112715 23 93 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

243698 Bacteria_16S 4120340 4120268 23 93 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
243698 Bacteria_16S 4138698 4138614 11 93 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
243698 Bacteria_16S 4148092 4148008 11 93 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

243698 Bacteria_16S 4157337 4157253 11 93 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
243698 Bacteria_16S 4236326 4236258 12 79 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

243698 Bacteria_16S 42658 42575 12 93 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

243698 Bacteria_16S 50290 50211 12 89 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
243698 Bacteria_16S 84944 84861 12 93 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
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Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
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ence 20208 
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Kribbella antibiotica 


v 
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Subdoligranulum 


variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 


Bacteria; Firmicu 


tes; Clostridia; Clostridiales; 


Ruminococcaceae; 


Subdoligranulum 


243698 Bacteria_16S 591238 591155 12 93 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
243698 Bacteria_16S 676304 676237 13 79 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

243698 Bacteria_16S 686759 686680 1 79 gi| 265678591 |ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
243698 Bacteria_16S 806220 806137 12 93 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

243698 Bacteria_16S 815470 815387 12 93 gi| 265678502 |ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

243698 Bacteria_16S 889648 889565 12 93 gi|265678451|ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

243698 Bacteria_16S 976057 975974 12 93 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
strain SS-2 16S ribosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

243698 Bacteria_16S 1298271 1298216 40 93 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
243698 Bacteria_16S 1299764 1299673 4 93 gi|219846779|ref|NR_026371.1| Kribbella koreensis 


strain LM 161 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
243698 Bacteria_16S 


strain JCM 3325 1 


Actinomadura. 


243698 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
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Actinobacteria; R 


strain DSM 44494 
halotolerans stra 


halotolerans Bact 
Nocardiopsaceae; 
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243698 Bacteria_16S 
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skagerrakense str 
skagerrakense Bac 


243698 Bacteria_16S 
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1534745 1534662 12 93 gi 
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gi 
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Nocardiopsis. 
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1911723 1911629 1 93 gi 


243698 Bacteria_16S 
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16S ribosomal RNA, partial sequence 


Stre 


ubrobacteridae; Thermoleophilales; The 
243698 Bacteria_16S 


Stre 
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io 
219857414 


6S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 
219878404 


1704738 17061 
rmoleophil 
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16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


pt 
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1 


219878268 
equence 
a; 
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16S ribosomal RNA, partial sequence 1911333 19128 


osporang 


osporang 


sequence 
Actinomy 


Desulfo 


72 Kribbella koreensis Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_025002.1| Actinomadura vinacea 
13 Actinomadura vinacea Bacteria; 


Streptosporangineae; Thermomonosporaceae; 
1639347 1639264 12 93 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 


ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_025543.1| Thermoleophilum album 
97 Thermoleophilum album Bacteria; 
aceae; Thermoleophilum. 
ref|NR_025519.1| Nocardiopsis halophila 
36 Nocardiopsis halophila Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025422.1| Nocardiopsis 

1876505 1878009 Nocardiopsis 
cetales; Streptosporangineae; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


ref|NR_025407.1 
1893578 189509 
vibrionales; Des 


ref|NR_025394.1| Ureibacillus terrenus 
21 Ureibacillus terrenus Bacteria; 


lales; Planococcaceae; Ureibacillus. 

1949993 1949910 12 93 gi|219878228|ref|NR_025367.1| Pseudonocardia 
in LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Pseudonocardia. 

1977180 1977101 1 79 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 

2141937 2141854 12 93 gi|219857640|ref|NR_025229.1| Tenacibaculum 
ain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 

2450107 2450016 4 93 gi|219857419|ref|NR_025007.1| Laceyella putida 
16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
lales; Thermoactinomycetaceae; Laceyella. 

2475690 2475599 4 93 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 
ibosomal RNA, partial sequence 2475319 2476773 Mycoplasma fastidiosum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2510450 2510367 12 93 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 


2510068 2511541 Nocardiopsis trehalosi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


Streptosporangineae; Nocardiopsaceae; 


243698 Bacteria_16S 2511957 2511874 12 93 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
243698 Bacteria_16S 2659617 2659526 4 93 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

243698 Bacteria_16S 2668462 2668379 12 93 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

243698 Bacteria_16S 2707638 2707555 12 93 gi| 219857183 |ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

243698 Bacteria_16S 2811159 2811076 12 93 gi|219857109|ref|NR_024737.1| Tenacibaculum 
amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 2810779 2812222 Tenacibaculum 
amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
243698 Bacteria_16S 2812653 2812570 12 93 gi|219857108|ref|NR_024736.1| Tenacibaculum 
mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 2812273 2813716 Tenacibaculum 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
243698 Bacteria_16S 2898411 2898328 12 93 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

243698 Bacteria_16S 3080418 3080335 12 93 gi|219846868|ref|NR_026460.1| Desulfurella 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

243698 Bacteria_16S 3158873 3158790 12 93 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain F1F6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

243698 Bacteria_16S 3211915 3211832 12 93 gi|219846780|ref|NR_026372.1| Helicobacter 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

243698 Bacteria_16S 3255736 3255653 12 93 gi|219846750|ref|NR_026342.1| Nocardiopsis 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 3256832 Nocardiopsis 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

243698 Bacteria_16S 3258761 3258678 12 93 gi|219846748|ref|NR_026340.1| Nocardiopsis alba 


strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 32598 
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02 Helicobacter felis Bacteria; 
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ref|NR_025906.1] Arcobacter 
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ref|NR_025751.1| Maribacter ulvicola 
80 Maribacter ulvicola Bacteria; 
; Maribacter. 
ref|NR_025750.1| Maribacter aquivivus 
71 Maribacter aquivivus Bacteria; 
; Maribacter. 
ref|NR_025749.1| Maribacter orientalis 
60 Maribacter orientalis Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

243698 Bacteria_16S 4091793 4091710 12 93 gi|219846158|ref|NR_025748.1| Maribacter 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
243698 Bacteria_16S 4109695 4109604 4 93 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
243698 Bacteria_16S 4111262 4111171 4 93 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
243698 Bacteria_16S 4165058 4164979 1 79 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

243698 Bacteria_16S 4216677 4216594 12 93 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

243698 Bacteria_16S 16906 16812 1 93 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243698 Bacteria_16S 30763 30669 1 93 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

243698 Bacteria_16S 70040 69946 1 93 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

243698 Bacteria_16S 112453 112359 1 93 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

243698 Bacteria_16S 114051 113957 1 93 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

243698 Bacteria_16S 141483 141389 1 93 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

243698 Bacteria_16S 142966 142872 1 93 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

243698 Bacteria_16S 148870 148816 41 93 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

243698 Bacteria_16S 153591 153497 1 93 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
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Clostridiales; Clostridiaceae; 


Oxobacter. 


153188 154677 Oxobacter pfennigii Bacteria; 


243698 Bacteria_16S 165899 165805 1 93 gi| 265678952 |ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243698 Bacteria_16S 180980 180886 1 93 gi| 265678942 |ref|NR_029250.1]| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

243698 Bacteria_16S 199393 199299 1 93 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

243698 Bacteria_16S 201006 200912 1 93 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 


Firmicutes; Clost 
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243698 Bacteria_16S 475540 475446 1 93 gi|265678734|ref|NR_029039.1 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
243698 Bacteria_16S 497009 496915 1 93 gi|265678720|ref|NR_029025.1 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcu 
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243698 Bacteria_16S 633759 633705 41 93 gi| 265678628 |ref|NR_028933.1 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

243698 Bacteria_16S 700408 700314 1 93 gi| 265678582 |ref|NR_028887.1 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243698 Bacteria_16S 706151 706097 41 93 gi| 265678578 |ref|NR_028883.1 
strain 111-35 16S ribosomal RNA, partial sequence 705889 70720 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 
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243698 Bacteria_16S 772452 772358 1 93 gi|265678531|ref|NR_028835.1]| Atopostipes 


suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 
243698 Bacteria_16S 816998 816904 1 93 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 


shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 


243698 Bacteria_16S 859497 859403 1 93 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

243698 Bacteria_16S 888142 888076 29 93 gi|265678452|ref|NR_028754.1| Saccharopolyspora 


flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 


243698 Bacteria_16S 891150 891056 1 93 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

243698 Bacteria_16S 897283 897189 1 93 gi|265678446|ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

243698 Bacteria_16S 922104 922034 1 PE gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

243698 Bacteria_16S 923674 923604 1 ri gi| 265678429 |ref|NR_028731.1| Desulfofrigus 


oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 


243698 Bacteria_16S 935982 935888 1 93 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

243698 Bacteria_16S 1006763 1006669 1 93 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 1032594 1032500 1 93 gi|265678356|ref|NR_028658.1| Lactobacillus 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


243698 Bacteria_16S 1117268 1117174 1 93 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243698 Bacteria_16S 1123382 1123288 1 93 gi|224581425|ref|NR_027206.1| Lactobacillus antri 


strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


243698 Bacteria_16S 1164144 1164050 1 93 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

243698 Bacteria_16S 1224566 1224472 1 93 gi|219878314|ref|NR_025453.1| Streptococcus 


gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
243698 Bacteria_16S 1281649 1281555 1 93 gi| 219846087 |ref|NR_025677.1| Entomoplasma somnilux 
strain PYAN-1 16S ribosomal RNA, partial sequence 1281261 1282749 Entomoplasma somnilux Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
243698 Bacteria_16S 1389544 1389450 1 93 gi|228716586|ref|NR_027553.1| Bdellovibrio 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
Bdellovibrio. 
243698 Bacteria_16S 1418045 1417951 1 93 gi|224581446|ref|NR_027228.1| Helcococcus ovis 
strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
243698 Bacteria_16S 1477400 1477306 1 93 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
243698 Bacteria_16S 1482048 1481994 41 93 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 
243698 Bacteria_16S 1505998 1505904 1 93 gi|219846365|ref|NR_025956.1| Thermoanerobacter 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
243698 Bacteria_16S 1509099 1509005 1 93 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
243698 Bacteria_16S 1583017 1582923 1 93 gi|219878489|ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
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243698 Bacteria_16S 1683688 1683594 1 93 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/Bl1 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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entericus strain 


entericus Bacteria; 


CECT 5353 16S ribosomal RNA, partial sequence 


243698 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


243698 Bacteria_16S 


stellifer strain 
Bacteria; 


243698 Bacteria_16S 


strain VenChi2 16 
Fus 


Fusobacteria; 


243698 Bacteria_16S 


strain DSM 11713 
Firmicutes; 


Bacil 


243698 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


243698 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 


Actinomycetaceae; 


243698 Bacteria_16S 


azoreducens strai 


Bacteria; 


Firmicutes; 


243698 Bacteria_16S 


strain DSM 20285 
Firmicutes; 


Lacto 


243698 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


243698 Bacteria_16S 


strain TMW 1.666 
Bacteria; 


Firmicu 


tes; 


243698 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


243698 Bacteria_16S 


strain KK19 16S r 


Firmicutes; Bacil 


243698 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


a; 


243698 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


eria; 


243698 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


tes; 


243698 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


a; 


243698 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


tes; 


243698 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


ria; 


243698 Bacteria_16S 


aquimarina strain SW28 16S ribosomal RNA, partial sequence 
Planococcaceae; 


Bacteria; Firmicu 


tes; 


Firmicutes; 


teria; 


obacteriales; 


lales; 


acteria; 


bacillales; 


lales; 


16S ribosomal RNA, 


ibosomal RNA, 
lales; 


Firmicutes; 


1777955 1777861 1 


Firmicutes; 
1800620 1800526 1 


Bacillales; 
1831265 1831211 41 
1890910 1890816 1 


Bacillaceae; 
1892431 1892337 1 


Firmicutes; 
1901550 19014605 


1914768 1914674 1 
Bacillales; 
1917920 1917826 1 
1942242 1942148 1 


Paenibacillaceae; 
1943840 1943746 1 


Lactobacillales; 
1968164 1968070 1 
2047590 2047496 1 


Paenibacillaceae; 
2196515 2196421 1 


LMG 21017 16S ribosomal RNA, 
Firmicutes; 


2225168 2225074 1 


Firmicutes; 
2226729 2226635 1 


Bacillales; 
2249580 2249486 1 
2254173 2254079 1 
Clostridia; 
2316548 2316454 1 


Firmicutes; 
2398266 2398172 1 


Bacillales; 


Lactobacillales; 


93 


ain DSM 1355 16S ribosomal RNA, partia 
Bacillales; 


93 


IS1 16S ribosomal RNA, partial sequence 


Firmicutes; Paenibacillaceae; 


93 


S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


93 


16S ribosomal RNA, partial sequence 1890504 18919 
Bacillus. 


93 


train DSM 11706 16S ribosomal RNA, partial seque 
Bacillales; 


93 


ain CCUG 39276 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


93 


n CM1l 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


93 


16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; 


93 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillus. 


complete sequence 
ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 


complete sequence 
Paenibacillus. 


93 


93 


in AM141 16S ribosomal RNA, partial sequence 
Bacillales; 


93 


AM49 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


93 


DSM 20349 16S ribosomal RNA, partial sequence 
Lactobacillales; 


93 


Lup33 16S ribosomal RNA, partial sequence 22537 
Clostridiales; 


93 


n PBl 72 16S ribosomal RNA, partial sequence 
Bacillales; 


93 


Pediococcu 


complete 
Lactobacillales; 


Paenibac 


Paenibaci 


1764167 1765501 Streptococcus 


Streptococcaceae; Streptococcus. 
gi|219878351|ref|NR_025490.1| Paenibacillus 
1 sequence 1777548 1779056 Paenibacillus 
Paenibacillaceae; Paenibacillus. 
gi|219878335|ref|NR_025474.1| Paenibacillus 
1800219 1801737 Paenibacillus stellifer 
Paenibacillus. 
gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
1830898 1832407 Ilyobacter insuetus Bacteria; 
Ilyobacter. 
gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


gi|219878269|ref|NR_025408.1| Bacillus 
nce 1892040 1893527 Bacillus 
Bacillaceae; Bacillus. 
gi|219878262|ref|NR_025401.1]| Actinomyces 
1 sequence 1901160 1902575 Actinomyces 
Actinomycetales; Actinomycineae; 
gi|219878252|ref|NR_025391.1| Paenibacillus 


19143 


gi|219878249 
Ss. 


gi|219878233 


2047168 20487 


219857601 

sequence 

Lactobacillaceae 
gi| 219857582 


gi 


illaceae; 
219857581 
22263 


gi 


Paenibacillus. 


Paenibacillus. 


61 1915860 Paenibacillus azoreducens 


ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


ref |NR_025372.1 
47 Paenibacillus 


93 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
1943398 1944958 Lactobacillus frumenti 
Lactobacillaceae; Lactobacillus. 
93 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
1967755 1969180 Thermicanus aegyptius Bacteria; 
Incertae Sedis; Thermicanus. 
93 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 


07 Paenibacillus borealis Bacteria; 


Lactobacillus 
0 Lactobacillus 


ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 
Paenibacillus 
8 Paenibacillus 
Paenibacillus 


ref|NR_025169.1 


29 2227839 Paenibacillus kribbensis 


Paenibacillus. 
gi|219857566|ref|NR_025154.1| Fructobacillus 
2249193 2250667 Fructobacillus 
Fructobacillus. 
gi|219857563|ref|NR_025151.1| Sporanaerobacter 


gi| 219857518 


llaceae; 
219857461 


gi 


Paenibacillus. 


47 2255269 Sporanaerobacter acetigenes 
Clostridiales Family 


XI. Incertae Sedis; 


Paenibacillus 
1 Paenibacillus 


ref|NR_025106.1 
2316148 231753 


ref 


Sporosarcina. 


NR_025049.1| Sporosarcina 


2397869 2399376 Sporosarcina aquimarina 


243698 Bacteria_16S 
strain MT-1077 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 

93 


Firmicutes; 


Bacteria; 


strain CCUG 43179 
Bacteria; 


Firmicutes; 


Desulfovibrio. 


243698 Bacteria_16S 


strain ATCC 43198 
Firmicutes; 


strain EPSA11 16S 
Bacteroidetes; 


Bacteria; 


toyohensis strain 
TOBE Bacteria; 


strain GTC848 16S 
Firmicutes; 


Sporichthya. 


243698 Bacteria_16S 


Lactobacillales; 
243698 Bacteria_16S 
Sapomandens strain DSM 3223 16S ribosomal RNA, partial 
sapomandens Bacteria; 
243698 Bacteria_16S 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 
93 


Firmicutes; 
243698 Bacteria_16S 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 24496 
olivapovliticus Bacteria; 
243698 Bacteria_16S 
16S ribosomal RNA, 
Firmicutes; 
243698 Bacteria_16S 
strain SR12 16S ribosomal RNA, partial sequence 
Clostridia; 
243698 Bacteria_16S 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
aminophilus Bacteria; 


2404378 2404284 1 


2428808 2428714 1 


Firmicutes; Clostridia; 
2431792 2431698 1 


Bacillales; 
2448573 2448479 1 


Firmicutes; 
2465206 2465112 1 


Lactobacillales; 
2558523 2558429 1 


Clostridiales; 
2573834 25737441 


Proteobacteria; 
2590785 2590691 1 


Enterococcaceae; 
2700001 2699927 21 


Bacteroidales; 
2704534 2704440 1 


Firmicutes; 
2706087 2705993 1 


Firmicutes; 
2722575 2722481 1 
2755411 2755317 1 


Clostridia; 
2924508 29244141 


Streptococcaceae; 
2943994 29439241 


2975882 2975788 1 


strain BS 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 
243698 Bacteria_16S 


Clostridiales; 
3001836 3001742 1 


93 


93 


Lactobacillales; 
93 
complete sequence 
Lactobacillaceae; 

93 


Eubacteriaceae; 
89 


Deltaproteobacteria; 


93 
16S ribosomal RNA, partial sequence 
Lactobacillales; 
243698 Bacteria_16S 93 

ribosomal RNA, partial sequence 
Bacteroidia; 
243698 Bacteria_16S 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
kitasatonis Bacteria; 
243698 Bacteria_16S 

oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 
oxidotolerans Bacteria; 
243698 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 
243698 Bacteria_16S 


Prevotellaceae; 
93 


Lactobacillales; 
93 


Bacillales; 
93 


93 
ToBE 16S ribosomal RNA, partial sequence 
Firmicutes; 
243698 Bacteria_16S 


Thermoanaerobacterales; 
93 
ribosomal RNA, partial sequence 
Lactobacillales; 
243698 Bacteria_16S 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


71 


93 


Clostridiaceae; 
93 


gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
2403965 2405486 Lactobacillus kimchii Bacteria; 
Lactobacillus. 
gi|219857438|ref|NR_025026.1| Desulfotomaculum 
sequence 2428395 2429818 Desulfotomaculum 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
gi|219857436|ref|NR_025024.1| Paenibacillus 
2431410 2432897 Paenibacillus chinjuensis 
Paenibacillus. 
gi|219857420|ref|NR_025008.1| Alkalibacterium 
81 Alkalibacterium 
Carnobacteriaceae; Alkalibacterium. 
gi|219857406|ref|NR_024994.1| Lactobacillus mucosae 
2464763 2466330 Lactobacillus mucosae 
Lactobacillus. 
gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
2558106 2559614 Eubacterium aggregans Bacteria; 
Eubacterium. 
gi|219857285|ref|NR_024916.1| Desulfovibrio 


Desulf 


219857274 
25903 


gi 


Enterococcus. 
gi| 219857188 
2699606 27010 
Prevot 
219857185 
sequence 
Lactobacillace 
gi|219857184 


gi 


Bacillales Family 

gi| 219857173 
27221 
Alicycloba 
219857149 
27549 
Th 
gi|219856840 
2924131 29254 
Streptococcus. 

gi| 219856827 


gi 


Actinomyc 


gi| 219846939 
2975480 29769 


gi| 219846922 


Clostridium. 


2573428 2574957 Desulfovibrio 
ovibrionales; Desulfovibrionaceae; 


ref|NR_024905.1| Enterococcus cecorum 
79 2591887 Enterococcus cecorum Bacteria; 


ref|NR_024816.1| Prevotella salivae 

98 Prevotella salivae Bacteria; 

ella. 

ref|NR_024813.1| Lactobacillus 
2704122 2705627 Lactobacillus 

ae; Lactobacillus. 

ref|NR_024812.1| Exiguobacterium 
2705678 2707191 Exiguobacterium 

XII. Incertae Sedis; Exiguobacterium. 

ref|NR_024801.1| Alicyclobacillus 

61 2723688 Alicyclobacillus pomorum 

cillus. 

ref|NR_024777.1| Thermanaeromonas 

90 2756495 Thermanaeromonas toyohensis 

ermoanaerobacteraceae; Thermanaeromonas. 

ref|NR_024659.1| Streptococcus peroris 

69 Streptococcus peroris Bacteria; 


ref|NR_024646.1| Sporichthya 
2943614 2945079 Sporichthya 
etales; Frankineae; Sporichthyaceae; 


ref|NR_026531.1| Clostridium ultunense 
25 Clostridium ultunense Bacteria; 
Brevibacillus 


ref|NR_026514.1 


thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

243698 Bacteria_16S 3009343 3009249 1 93 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243698 Bacteria_16S 3015444 3015370 21 93 gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 
strain 1145589 16S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas gadei Bacteria; 


Bacteroidetes; 


Thermoanaerobacter. 


243698 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


strain YH-15 16S 
Firmicutes; 


Bacteroidia; 
243698 Bacteria_16S 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; 


Bacteria; 
243698 Bacteria_16S 


Bacteroidales; 
3083587 3083493 1 9 


Firmicutes; 


3110409 31103151 9 


strain BT 16S ribosomal RNA, partial sequence 
Clostridia; 
93 
ribosomal RNA, partial sequence 
Lactobacillales; 
243698 Bacteria_16S 


Firmicutes; 
3164850 3164756 1 


Lactobacillaceae; 
3242250 3242188 29 


Porphyromonadaceae; 


Clostridia; 


89 


Dy 


3 gi|219846866 


3 gi| 219846848 


Clostridiales; 
gi|]219846812 


Lactobacillus. 


Thermoanaerobacterales; 


3164429 3165945 Lactobacillus 


sgonomonas. 

ref|NR_026458.1| Thermoanaerobacter 
3083185 3084666 Thermoanaerobacter 

Thermoanaerobacteraceae; 


ref|NR_026440.1] Sporotomaculum 
3110031 3111466 Sporotomaculum 
Peptococcaceae; Sporotomaculum. 


ref|NR_026404.1| Lactobacillus kunkeei 


kunkeei Bacteria; 


gi|219846759 


africanus strain DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


ref|NR_026351.1| Desulfovibrio 
3241884 3243393 Desulfovibrio 


243698 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial sequence 
Clostridia; 


fimetarium strain 


fimetarium Bacteria; 
243698 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial sequence 
Clostridia; 


paludosum strain 
paludosum Bacteria; 


243698 Bacteria_16S 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial 
carbinolicum Bacteria; 
243698 Bacteria_16S 

DSM 1911 16S ribosomal RNA, partial sequence 
Clostridia; 


wieringae strain 
wieringae Bacteria; 


243698 Bacteria_16S 


strain DSM 6035 
Firmicutes; 
243698 Bacteria 
strain DSM 4864 
Firmicutes; 
243698 Bacteria 
strain DSM 9537 
Fusobacteria; 
243698 Bacteria 
strain DSM 7345 
Proteobacteria; 


243698 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; 


strain DSM 8723 1 
Firmicutes; Bacil 


Lactobacillales; 
16S 
6S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillales; Lactobacillaceae; 
3391056 3391002 41 
6S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; Fusobacteriaceae; Propionigenium. 

16S 
6S ribosomal RNA, partial sequence 3488653 34901 
Deltaproteobacteria; Desulfuromonadales; 
3499535 3499481 41 
16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriaceae; 


16S 


Fusobacteriales; 
243698 Bacteria_16S 


lales; 
243698 Bacteria_16S 


3276951 3276857 1 


Firmicutes; 
3278460 3278366 1 


Firmicutes; 
3281498 3281404 1 


Firmicutes; 
3283023 3282953 1 


Firmicutes; 
3304462 3304368 1 


3306002 3305908 1 


3489060 3488966 1 


3535981 3535887 1 


Bacillaceae; 
3583288 3583194 1 


93 


cl 
93 


Clo 
93 


Clostridia; 


vg 


Clo 


93 


93 


93 


93 


93 


93 


93 


gi|219846736 


ostridia 
gi 


les; Eubac 
219846735 


stridiales; 
gi|219846733 
sequence 
Clostridiales; 
gi|219846732 


stridiales; 
gi|219846718 


6S ribosomal RNA, partial sequence 3304055 33055 
Lactobacillaceae; 


illus. 
219846717 


Lactobac 
gi 


illus. 
219846651 


Lactobac 
gi 


gi|219846583 


gi|219846576 


Cetobacterium. 
gi|219846552 


6S ribosomal RNA, partial sequence 3535585 35370 
Bacillus. 


gi|219846520 


thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 


thermopalmarium Bacteria; 
243698 Bacteria_16S 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partia 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae 
Actinomyces. 
243698 Bacteria_16S 


Actinomycetaceae; 


Firmicutes; 
3601838 3601748 5 


3630370 3630276 1 


Clostridia; 


93 


93 


strain Dfr2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


3631895 3631801 1 


Deltaproteobacteria; Desulfuromonadales; 
243698 Bacteria_16S 


93 


strain Dfrl 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain D6-1 16S r 
Tenericutes; Moll 


3700264 37001701 


3724393 3724300 4 


Actinomadura. 
3829577 3829483 1 


Deltaproteobacteria; Desulfuromonadales; 
243698 Bacteria_16S 


93 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
243698 Bacteria_16S 
verrucosospora strain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
243698 Bacteria_16S 


93 


93 


ATCC 35205 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 
243698 Bacteria_16S 


Clostridiales; 
3852117 3852023 1 


Heliobacteriaceae; 


93 


Clostridiales; 
gi|219846505 

1 sequence 

; Actinomy 


gi|219846485 
3629961 36314 
Geobacte 
gi|219846484 
3631486 36329 
Geobacte 
gi|219846436 
3699882 37013 


219846418 
sequence 
Actino: 


gi 


gi|219846342 
3829173 38306 
Helioba 


gi| 219846327 


cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 


cellulolyticus Bacteria; 
243698 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 


muriaticus strain 
Bacteria; 


S ribosomal RNA, 
Clostridia; 
243698 Bacteria_16S 


Firmicutes; 
243698 Bacteria_16S 


Firmicutes; 
3879612 3879518 1 


Clostridiales; 
3896735 3896641 1 


Lactobacillales; 
3908893 3908799 1 


Clostridia; 


93 


Clostrid 
93 


X-1 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


93 


strain A417 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


3910423 3910329 1 


4076494 4076400 1 


icutes; Mycoplasmataceae; Ureaplasma. 
243698 Bacteria_16S 
canigenitalium strain D6P-C 16S ribosomal RNA, partial 

canigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 
243698 Bacteria_16S 


93 


93 


Clostridiales; R 
gi| 219846309 


complete sequence 3879197 38807 


Caloramato 
219846297 
38963 
Tetrageno 
gi| 219846288 
3908492 39099 


iaceae; 
gi 


219846287 
sequence 
lasmatacea 
219846168 


gi 


gi 


Eubacteriaceae; 


Eubacteriaceae; 


Desulfuromonadaceae; 


ref |NR_026328.1| Acetobacterium 
3276555 3278023 Acetobacterium 
teriaceae; Acetobacterium. 
ref|NR_026327.1| Acetobacterium 
3278074 3279532 Acetobacterium 
Acetobacterium. 
ref|NR_026325.1| Acetobacterium 
3281102 3282570 Acetobacterium 


Eubacteriaceae; Acetobacterium. 


ref |NR_026324.1| Acetobacterium 

3282621 3284094 Acetobacterium 
Acetobacterium. 
ref|NR_026310.1| Lactobacillus panis 
44 Lactobacillus panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


ref|NR_026175.1| Desulfuromusa bakii 
25 Desulfuromusa bakii Bacteria; 
Desulfuromusa. 
ref|NR_026168.1| Cetobacterium ceti 
73 Cetobacterium ceti Bacteria; 


ref|NR_026144.1| Bacillus halmapalus 
88 Bacillus halmapalus Bacteria; 


Clostridium 
5 Clostridium 
Clostridium. 


ref|NR_026112.1 
3582883 358438 
Clostridiaceae; 
ref|NR_026097.1| Actinomyces 
3601450 3602945 Actinomyces 
cetales; Actinomycineae; 


ref|NR_026077.1| Geobacter pelophilus 
35 Geobacter pelophilus Bacteria; 
raceae; Geobacter. 

ref|NR_026076.1| Geobacter bremensis 
60 Geobacter bremensis Bacteria; 
raceae; Geobacter. 

ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


ref|NR_026009.1| Actinomadura 
3724040 3725450 Actinomadura 
mycetales; Streptosporangineae; 


ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 
cterium. 
ref|NR_025917.1 
3851732 385319 
uminococcaceae; Acetivibrio. 
ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 
r. 
ref|NR_025887.1| Tetragenococcus 
31 3897842 Tetragenococcus muriaticus 
coccus. 


Acetivibrio 
5 Acetivibrio 


ref|NR_025878.1| Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 
ref|NR_025877.1] Ureaplasma 


3910020 39114 
Ureaplasma. 
NR_025758.1 


99 Ureaplasma 
e; 


ref 


Mahella australiensis 


strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 


Mahella. 


Incertae Sedis; 


243698 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; 


Algoriphagus. 


243698 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


243698 Bacteria_16S 
psittacicida stra 
psittacicida Bact 


Volucribacter. 


243698 Bacteria_16S 
sabaudiense strai 
sabaudiense Bacte 
243698 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


243698 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


243698 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


243698 Bacteria_16S 


nitratireducens s 
nitratireducens B 


243698 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


243698 Bacteria_16S 


strain R18165 16S 


marimammalium str 
marimammalium Bac 


243698 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


243698 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


243698 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


243698 Bacteria_16S 


51271 16S ribosom 
Firmicutes; Clost 


243698 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


243698 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


243698 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


243698 Bacteria_16S 


congolense strain 
congolense Bacter 


243698 Bacteria_16S 
16S ribosomal RNA, partial sequence 3737165 37385 
pt 


strain IFO 14525 
Actinobacteria; A 


Clost 
243698 Bacteria_16S 
mannitolivorans s 
mannitolivorans B 


4085754 4085660 1 93 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
4099147 4099079 12 79 gi 


gi 


acteria; Bacteroidetes; Sphingobacteri 
4105184 4105090 1 
S ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
4123464 41233701 93 gi 
in Gerl. 236/81 16S ribosomal RNA, par 
eria; Proteobacteria; Gammaproteobacte 


93 gi 


4140275 4140181 1 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4146538 4146444 1 93 gi 
ain PUP-1 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
4151223 4151129 1 93 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4160479 4160385 1 

in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4172669 4172575 1 93 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
4181854 4181800 41 93 gi 
n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 
4237847 4237757 5 93 gi 
ribosomal RNA, complete sequence 


93 gi 


Spiroplasma 
93 gi 


4242320 4242226 1 93 gi 
ain M54/01/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; St 
293913 293820 2 93 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
1301337 1301252 10 93 gi 


ctinobacteridae; Actinomycetales; Stre 


243698 Bacteria_16S 


3865781 3865697 11 93 gi 


4085324 40 


train JC2050 16S ribosomal RNA, partia 


4104804 41 


219846162 


eae; Sy 
219846153 
1 seque 
a; Sphi 


219846149 


219846134 
ti 
ri 


a; 


219846120 
equence 
asmatales; 

219846116 
equence 
pl 
219846113 


4150819 41521 
Sp 


taceae; 
219846107 
equence 
la 
219846098 
1 
ridiales; 
219846089 
sequence 
so 
219846043 


4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
243698 Bacteria_16S 


no: 
219846040 


265678864 
uence 

S; 
219846639 


osporang 
219846318 


868 
ntr 


nce 
ngo 


063 


al seque 
Paste 


asmatale 


smatales 


sequence 


bacteria 


mycineae; 


1 sequence 


reptococca 


Chlorob 


ref|NR_025752.1] Syntrophomonas curvata 
82 Syntrophomonas curvata Bacteria; 
ophomonas. 
ref|NR_025743.1 
4098796 410017 
bacteriales; Cyc 


Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Paenibacillus lactis 
lactis Bacteria; 


ref |NR_025739.1 
11 Paenibacillus 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


ref 
nce 
urel 


NR_025724.1 
412310 
lales; Paste 
ref|NR_025710.1 
4139871 414138 
Spiroplasmatace 
ref|NR_025706.1 
4146134 414764 
s; Spiroplasmataceae; Spiroplasma. 
ref|NR_025703.1| Spiroplasma floricola 
96 Spiroplasma floricola Bacteria; 
iroplasma. 
ref |NR_025697.1 
160075 416159 
; Spiroplasmatac 
ref|NR_025688.1 
4172278 417374 
Eubacteriaceae; 
ref|NR_025679.1 
181497 418295 
ceae; Fusobacterium. 
ref|NR_025633.1| Actinomyces dentalis 
60 Actinomyces dentalis Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_025630.1] Streptococcus 
4241925 4243424 Streptococcus 
ceae; Streptococcus. 
ref|NR_029170.1| Prosthecochloris 
293547 295005 Prosthecochloris 
iaceae; Prosthecochloris. 
ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 


Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 
Spiroplasma 
8 Spiroplasma 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Garciella 
8 Garciella 
Garciella. 
Fusobacterium 
4 Fusobacterium 


rs 


rs 


tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
losiruptor. 

1304447 1304362 10 93 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 

ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
losiruptor. 

1498672 1498579 2 93 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
al RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Catonella. 

1732506 1732413 2 93 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 

ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

1782548 1782491 23 79 gi|219878348|ref|NR_025487.1| Sneathia sanguinegens 

16S ribosomal RNA, partial sequence 1782175 1783536 Sneathia sanguinegens 
teria; Fusobacteriales; Fusobacteriaceae; Sneathia. 

3243817 3243760 23 79 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
train Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
acteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
rio. 

3676149 3676054 1 93 gi|219846453|ref|NR_026044.1| Halanaerobium 

SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
3737482 3737425 38 93 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025908.1| Porphyromonas macacae 


strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas macacae Bacteria; 


Bacteroidetes; Ba 


cteroidia; Bacteroidales; 


Porphyromonadaceae; 


Po 


rphyromonas. 


243698 Bacteria_ 


strain NO-502 16S 
Sp 


Bacteroidetes; 
243698 Bacteria_ 


colombiense DSM 1 
Ss 


12261 Bacteria; 
243698 Bacteria_ 


strain ATCC 29176 
F 


29176 Bacteria; 
243698 Bacteria_ 


picturae strain L 
picturae Bacteria 


Brevibacterium. 
243698 Bacteria_ 


antarcticus strai 
antarcticus Bacte 


Algoriphagus. 

243698 Bacteria_ 
strain LMG 21970 
Bacteroidetes; 
243698 Bacteria_ 


aquimarinus strai 
aquimarinus Bacte 


Algoriphagus. 
243698 Bacteria_ 


winogradskyi stra 
winogradskyi Bact 


Algoriphagus. 

243698 Bacteria_ 
strain BA134 16S 
Bacteroidetes; 
243698 Bacteria_ 


myxococcoides str 
myxococcoides Bac 


Sporocytophaga. 
243698 Bacteria_ 


aerophilus strain 
aerophilus Bacter 


243698 Bacteria_ 


haemolyticum stra 


haemolyticum DSM 
Actinomycetaceae; 
243698 Bacteria_ 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 
243698 Bacteria_16S 
strain Pl 16S rib 
D 
243698 Bacteria_16S 
straminisolvens s 
straminisolvens B 
243698 Bacteria_16S 
actinosclerus str 
actinosclerus Bac 


Proteobacteria; 


Hymenobacter. 


243698 Bacteria_16S 
vietnamensis stra 
vietnamensis Bact 


Desulfovibrio. 


243698 Bacteria_16S 
strain SW-2 16S r 
Sp 
243698 Bacteria_16S 
halophilus strain 
halophilus Bacter 
243698 Bacteria_16S 


Bacteroidetes; 


elongatus strain 
Bacteria; 


Sp 


Sp 


Proteob 
243698 Bacteria_16S 


irmicutes; 
16S 


Clostridia; 


1603125 1603070 40 93 


, 


16S 1616666 1616598 12 79 


ria; Bacteroidetes; 


16S 1618189 1618121 12 79 


hingobacteria; 


16S 1619712 1619644 12 79 


ria; Bacteroidetes; 


16S 1621235 1621167 12 79 


eria; Bacteroidetes; 
16S 1624266 1624198 12 79 

ribosomal RNA, partial sequence 
hingobacteria; 
16S 


1817568 1817500 12 79 


teria; Bacteroidetes; 


16S 1905747 1905679 12 79 


ia; 
16S 


Bacteroidetes; Sphingobacteria; 
1980273 1980201 23 93 


Arcanobacterium. 


16S 2079737 2079665 23 93 


eae; Propionimicrobium. 
2268132 2268042 1 
osomal RNA, partial sequence 
eltaproteobacteria; 


89 


2682199 2682115 11 93 


acteria; Firmicutes; Clostridia; 
3065452 3065384 12 79 


teria; Bacteroidetes; 


3313419 3313351 12 79 


eria; Proteobacteria; 
4006904 4006836 12 79 
ibosomal RNA, partial sequence 
hingobacteria; 
4097691 4097623 12 79 
Bacteroidetes; 

98726 98647 


ia; Sphingobacteria; 


1 79 


284774 284695 1 79 


16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


gi 


n LMG 21980 16S ribosomal RNA, partial 
Sphingobacteria; 


gi 


16S ribosomal RNA, partial sequence 1617815 16192 
Sphingobacteriales; Cyc 


gi 


n LMG 21971 16S ribosomal RNA, partial 
Sphingobacteria; 


gi 


in LMG 21969 16S ribosomal RNA, partia 
Sphingobacteria; 


gi 
16 


Sphingobacteriales; Cyc 


gi 


ain DSM 11118 16S ribosomal RNA, parti 
Sphingobacteria; 


gi 


I/26Cor1 16S ribosomal RNA, partial s 
Sp 


gi 


in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 


gi 


in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


gi 
22 


Desulfobacterales; 


gi 


train CSK1 16S ribosomal RNA, partial 
Clost 


gi 


ain 1187 16S ribosomal RNA, partial se 
Sphingobacteria; 


gi 


in G3 100 16S ribosomal RNA, partial s 
Deltaproteobacte 


gi 


4006528 40080 
Sphingobacteriales; Cyc 


gi 


JC2051 16S ribosomal RNA, partial seq 
Sp 


gi 


FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


gi 


s 


s 


13634 
Ruminococc 
219878475 
quence 

tinomyceta 


219878465 
sequence 
phingobact 


219878464 


lobacteria 
219878463 
sequence 
phingobact 


219878462 
1 sequence 
Sphingobac 


219878460 
23889 16253 
lobacteria 
219878324 
al sequenc 
Sphingoba 


219878259 
equence 

hingobacte 
219878208 
al sequenc 
bacteridae 


219878136 
sequence 
Actinomy 


, 


219857554 
67708 22692 
Desulfoba 
219857201 
sequence 
ridiales; 
219846878 
quence 
Sphingoba 


219846711 
equence 
ria; Desul 


219846218 


lobacteria 
219846154 
uence 
hingobacte 
265678997 
98328 
acterales; 
265678870 


15 1364816 Rumin 
acea 


les; 


eria 


87 Algoriphagus 
ceae 


eria 


teri 


e 1817180 18186 
cter 


rial 


e 1979903 19813 


v 


ceta 


Clos 


cter 


fovi 


03 Algoriphagus 
ceae 


rial 


16S 535172 535104 12 79 gi|265678695|ref|NR_029000.1 
ribosomal RNA, partial sequence 534808 53626 

hingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

16S 1200468 1200389 1 80 gi|228715386|ref|NR_027531.1 

2261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminob 

ynergistetes; Synergistia; Synergistales; Synergistaceae; Aminob 

16S 1363798 1363713 10 93 gi|228719063|ref|NR_027579.1 


e; Ruminoco 
ref|NR_025614.1 

1602772 160426 
Micrococci 


ref|NR_025604.1 

1616292 161776 
les; Cyclob 
ref|NR_025603.1 
; Algoripha 
ref|NR_025602.1 

1619338 162081 
les; Cyclob 


ref|NR_025601.1 
1620861 162233 
ales; Cyclob 


ref|NR_025599.1 


; Belliella 
NR_025463.1 
6 
i 


ref 


iales; Flex 
ref |NR_025398.1 

1905456 190681 
es; Flexibac 
NR_025347.1 
8 
e 


ref 


Actinomycetal 
ref|NR_025275.1 

2079371 208087 
les; Propion 
ref|NR_025142.1 
aceae; Desul 
ref |NR_024829.1 

2681812 268325 
tridiaceae; 
ref |NR_026470.1 

3065078 306652 
iales; Flexi 


NR_026303.1 
3313036 331453 
brionales; D 


ref|NR_025808.1 


; Algoriphag 
ref|NR_025744.1 

4097319 409874 
es; Cyclobac 
ref|NR_029305.1 

99781 Desulf 
Desulfobulbacea 


fo} 


Cc 


n 


a 


a 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 
g 


us. 
Algoriphagus 

0 Algoriphagus 

cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 
ceae 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Hymenobacter 

7 Hymenobacter 
teraceae; Hymenobacter. 
Arcanobacterium 

5 Arcanobacterium 

s; Actinomycineae; 


Propionimicrobium 
2 Propionimicrobium 


ibacterineae; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 
cter 


fofaba. 
Clostridium 
8 Clostridium 
Clostridium. 
Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Desulfovibrio 
8 Desulfovibrio 


esulfovibrionaceae; 


Algoriphagus marincola 


marincola Bacteria; 


us. 

Algoriphagus 

5 Algoriphagus 
teriaceae; Algoriphagus. 
Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 


ref|NR_029176.1 


Desulfobulbus 


rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 


243698 Bacteria_16S 295446 295363 12 93 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

243698 Bacteria_16S 620133 620050 12 93 gi|265678638|ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
243698 Bacteria_16S 736781 736690 4 93 gi|265678556|ref|NR_028860.1| Entomoplasma lucivorax 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

243698 Bacteria_16S 801700 801617 12 93 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

243698 Bacteria_16S 850275 850192 12 93 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

243698 Bacteria_16S 853248 853169 1 79 gi|265678477|ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 

243698 Bacteria_16S 939043 938960 12 93 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1l 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

243698 Bacteria_16S 982024 981933 4 93 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 
strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

243698 Bacteria_16S 1053959 1053876 12 93 gi| 265678341 |ref|NR_028643.1| Sulfurimonas 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Sulfurimonas. 

243698 Bacteria_16S 1111172 1111089 12 93 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

243698 Bacteria_16S 1127818 1127735 12 93 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

243698 Bacteria_16S 1156522 1156483 41 79 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 


DSM 12112 Bacteria; 
243698 Bacteria_16S 
strain ELCA-2 16S 
Tenericutes; Moll 
243698 Bacteria_16S 


15470 strain E7.25 16S ribosomal RNA, partial sequence 
Clostridia; 


Bacteria; Firmicutes; 
243698 Bacteria_16S 


strain CCUG 47334 16S ribosomal RNA, partial sequence 
Clostridia; 


Bacteria; Firmicutes; 
243698 Bacteria_16S 

strain A37 16S ri 
Bacteroidetes; Sp 
243698 Bacteria_16S 


limnaeus strain A26 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 
243698 Bacteria_16S 
strain 2693 16S r 
Proteobacteria; G 
243698 Bacteria_16S 
strain P-1 16S ri 
Firmicutes; Clostridia 
243698 Bacteria_16S 

indicus strain CI 
15286 Bacteria; T 
Thermodesulfatator. 
243698 Bacteria_16S 
strain KS9 16S ri 


243698 Bacteria_16S 
strain Ll 16S rib 
Tenericutes; Moll 
243698 Bacteria_16S 
stercorarium subsp. 


Fusobacteria; 


1278695 1278604 4 


ribosomal RNA, partial sequence 
icutes; 


Entomoplasmatales; 
1328848 1328757 4 


1613670 1613587 12 


1718829 1718746 12 


bosomal RNA, partial sequence 
hingobacteria; 


1904365 1904306 36 


acteria; Gammaproteobacteria; Chromati 


1930194 1930111 12 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 


2108636 2108581 40 


bosomal RNA, partial sequence 


; Clostridiales; 
2223614 2223531 12 


R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; 


2252601 2252518 12 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2287824 2287733 4 


osomal RNA, partial sequence 
icutes; 


Entomoplasmatales; 
2325640 2325585 40 


Fusobacteriales; Fusobacteriaceae; Streptobacil 
93 gi| 219846093 |ref|NR_025683.1 
1278319 12798 
Entomoplasmataceae; Mesoplasma. 
93 gi|219846090|ref|NR_025680.1 
1328439 1329962 Dialis 
Clostridiales; Veillonellaceae; Dialister. 
93 gi| 219878467 |ref|NR_025606.1 
1613259 1614770 Helcoc 
Clostridiales; Clostridiales Family XI. Incerta 
93 gi|219878395|ref|NR_025534.1 
1718445 17199 
Sphingobacteriales; Sphingobacteriaceae; Pedobact 
93 gi|219878260|ref|NR_025399.1 
1904081 1905405 Thioal 
ales; Chromatiaceae; Thioa 
93 gi|219878241|ref|NR_025380.1 
1929813 19313 
oritellaceae; Moritella. 
93 gi| 219873437 |ref|NR_026099.2 
2108290 21097 
Clostridiaceae; Clostridium. 
93 gi| 219857583 |ref|NR_025171.1 
ence 2223220 2224715 Thermo 
Thermodesulfobacteriales; Thermodesulfobac 
93 gi|219857564|ref|NR_025152.1 
2252243 2253696 Nocardiopsis 
Streptosporangineae; Nocardiop 
93 gi|219857540|ref|NR_025128.1 
2287434 22889 
Entomoplasmataceae; Mesoplasma. 
93 gi|219857512|ref|NR_025100.1 


lus. 
Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Dialister invisus DSM 
ter invisus DSM 15470 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Moritella abyssi 


09 Moritella abyssi Bacteria; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 


Clostridium 
2325260 2326777 


Clostridium 
Clostridiaceae; 


strain G122 16S r 
Tenericutes; Moll 


cavipharyngis str 
cavipharyngis Bac 


Tenericutes; Moll 


ATCC 700122 16S r 
Actinobacteria; 


strain SMCC W459 
Firmicutes; Clost 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


243698 Bacteria_16S 
ain JCM 11223 16S ribosomal RNA, parti 
Clostridia; 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


243698 Bacteria_16S 


ridia; 
243698 Bacteria_16S 

43856 16S ribosomal RNA, partial sequence 26665 
acteria; Actinobacteridae; Actinomycet 


teria; 


stercorarium subsp. 


Clostridium. 
243698 Bacteria_16S 


2380038 2379971 28 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
243698 Bacteria_16S 


2474195 2474104 4 


2480149 2480082 28 


2519500 2519445 40 


ibosomal RNA, partial sequence 
Coriobacteridae; 
243698 Bacteria_16S 


2598475 2598409 29 


Clostridiales; 
2666944 2666861 12 


2756958 2756875 12 
Firmicutes; 


2904528 2904445 12 


Coriobacteriales; 


93 gi|219857 


93 gi| 219857 


ain 117C 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycopl 
243698 Bacteria_16S 
strain H/T1 16S ribosomal RNA, partial sequence 


93 gi| 219857 


2379691 23811 


asmataceae; 


2479798 24812 
icutes; Mycoplasmataceae; Mycoplasma. 
243698 Bacteria_16S 


473|ref 


400|ref 


396|ref 


NR_025061.1 


NR_024988.1 


2473825 247526 
Mycoplasma. 


NR_024984.1 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Mycoplasma 
8 Mycoplasma 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


93 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Coriobacterineae; Coriobacteriaceae; Slackia. 
93 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 


16S ribosomal RNA, partial sequence 2598095 25994 
Peptococcaceae; 


De 


93 219857 


gi 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacte 
Thermaerobacter. 


243698 Bacteria_16S 
radiodurans strain DSM 20539 16S ribosomal RNA, partial 
ria; 
243698 Bacteria_16S 

JW265 16S ribosomal RNA, partial sequ 
Firmicutes; 
243698 Bacteria_16S 

ain DSM 10703 16S ribosomal RNA, parti 
teria; 
243698 Bacteria_16S 


radiodurans Bacte 


lipolytica strain 
Bacteria; 


acetireducens str 
acetireducens Bac 


stercorarium subsp. 


ria; 


Firmicutes; 
3167889 3167810 1 


Deinococcus-Thermus; 
3234594 3234539 40 


Clostridia; 
3482839 3482760 1 


Firmicutes; 
3581698 3581643 40 


thermolacticum strain TX41 16S ribo 


Clostridia; 


Clostridiales; 


Clostridia; 


212|ref 


992 


um. 
NR_024840.1 
668066 Sacch 


a 


55 Desulfotomaculum putei Bacteria; 
sulfotomacul 


Saccharopolyspora 
ropolyspora taberi 


ales; Pseudonocardineae; Pseudonocardiaceae; 
93 gi|219857148|ref|NR_024776.1| Thermaerobacter 
al sequence 2756546 2758056 Thermaerobacter 
Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
93 gi|219856853|ref|NR_024672.1| Thermaerobacter 
2904128 2905615 Thermaerobacter 
Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
79 gi|219846809|ref|NR_026401.1| Deinococcus 
sequence 3167516 3168981 Deinococcus 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
93 gi|219846764|ref|NR_026356.1| Thermosyntropha 
ence 3234298 3235755 Thermosyntropha lipolytica 
Syntrophomonadaceae; Thermosyntropha. 
79 gi| 219846587 |ref|NR_026179.1| Clostridium 
al sequence 3482431 3483932 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
93 gi|219846521|ref|NR_026113.1| Clostridium 


somal RNA, 


partial sequenc 


e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; C 


strain GIH 16S ri 
Tenericutes; Moll 


strain LRB 8581 1 
Proteobacteria; 


putrefaciens stra 


strain ATCC 29543 
Bacteria; Proteob 


acinonychis Bacte 
Helicobacter. 


243698 Bacteria_16S 
strain ST1l 16S ribosomal RNA, partial sequence 


Proteobacteria; E 


strain YIM 90010 


Proteobacteria; 


strain YJS 16S ri 
Tenericutes; Moll 


lostridium. 
243698 Bacteria_16S 


3686737 3686646 4 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
243698 Bacteria_16S 


3697254 3697171 12 


3774835 3774744 4 


3817345 3817262 12 


16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
243698 Bacteria_16S 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, part 
ria; Proteobacteria; Epsilonproteobacter 


3820399 3820316 12 


3821930 3821847 12 


psilonproteobacteria; Campylobacterale 
243698 Bacteria_16S 


4061330 4061247 12 


4094808 4094729 1 


4118791 4118700 4 


bosomal RNA, partial sequence 
icutes; 
243698 Bacteria_16S 
strain CUAS-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


Entomoplasmatales; 
4152648 4152557 4 


Entomoplasmatales; 


93 gi 


3686364 36 


93 gi 
S; 
93 gi 
nce 


93 gi 
38 
ob 
93 gi 
ial s 
ia; 
93 gi 
3821543 38 
s; Heli 


93 gi 


16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 
243698 Bacteria_16S 
strain P2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
243698 Bacteria_16S 


Streptosporangineae; Nocardiop 

79 gi|219846156|ref|NR_025746.1 
4094388 40957 

Desulfobacteraceae; Desul 

93 gi|219846138|ref|NR_025728.1 
4118405 41199 

Entomoplasmataceae; Mesoplasma. 
93 gi|219846112|ref|NR_025702.1 


Spiroplasmataceae; 


219846446 


219846438 
6S ribosomal RNA, partial sequence 3696887 36983 
Epsilonproteobacteria; Campylobacterale 
243698 Bacteria_16S 


Helicob 
219846380 
in KS-1 16S ribosomal RNA, partial seque 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycopla 
243698 Bacteria_16S 


smataceae; 
219846351 


acterale 
219846349 


Camp 


219846348 


219846178 


ref 
878 


ref 


ref 


Myc 
ref 
169 
Ss; 
ref 
equ 


ref 
230 
cobacte 
ref 


624 


Spirop 


08 Helicobacter 
acte 


3774462 37759 
54 3818434 Woline 
Helicobacter 
ence 
ylobacterales; 


20 Helicobacter 


36 Nocardiopsis 


NR_026037.1 


NR_026029.1 


raceae; Heli 
NR_025971.1 
2 
oplasma. 
NR_025942.1 


a 
NR_025940.1 

382000 
H 


NR_025939.1 


raceae; Heli 
NR_025768.1 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Mycoplasma 
7 Mycoplasma 


Wolinella succinogenes 
lla succinogenes 

ceae; Wolinella. 
Helicobacter 

8 3821492 Helicobacter 
elicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


lasma. 


Spiroplasma diminutum 


4152247 4153762 Spiroplasma diminutum Bacteria; 


243698 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


243698 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


243698 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


243698 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


243698 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


243698 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


243698 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


243698 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


243698 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


243698 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


243698 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


243698 Bacteria_16S 


argentinense stra 
argentinense Bact 


243698 Bacteria_16S 


polysaccharolytic 


Thermoanaerobacte 


243698 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


243698 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


243698 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


243698 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


243698 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


243698 Bacteria_16S 


strain DSB MGU 15 
Actinobacteria; A 


243698 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


243698 Bacteria_16S 


oligofermentans s 
oligofermentans B 


243698 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


243698 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
39596 39502 1 
F-2 16S ribosomal RNA, 
tes; Bacillales; Staphylococcus. 
51913 51819 1 93 
bosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
94089 93995 1 93 gi 
bosomal RNA, complete sequence 
bacillales; Lactobacillaceae; Lactobac 
106389 106295 1 93 gi 
Z-7288 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
130778 130684 1 93 gi 
ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
155165 155072 1 93 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
164310 164216 1 93 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
207210 207116 1 93 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
269588 269494 1 93 gi 
um strain KMTHCJT 16S ribosomal RNA, p 


Entomoplasmat 

93 gi 
complete sequenc 
gi 


cu 


il 


ue 
ia 


id 


s 
L 


al 
ia 


rales; Thermoanaerobacterales Family III 
280160 280066 1 93 gi 
rain PCA 16S ribosomal RNA, partial se 


cteria; Proteobacteria; Deltaproteobac 


286234 286140 1 93 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

312144 312050 1 93 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
322680 322614 29 93 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
344319 344225 1 93 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
348772 348706 28 93 gi 
-6 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
410947 410853 1 93 gi 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
455801 455707 1 93 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 

472463 472369 1 93 gi 
ribosomal RNA, partial sequence 
bacillales; Weissella. 

474003 473909 1 93 gi 
rain JLB-1 16S ribosomal RNA, partial 

cteria; Firmicutes; Lactobacillales; E 


gi 


ae 


il 


243698 Bacteria_16S 


507847 507753 1 93 gi 


4184459 41859 


265679037 


265679029 
51487 


265679000 
93645 


265678991 


265678975 
130392 13190 
ogenes. 
265678959 
uence 


265678953 


265678924 


265678880 
artial seq 
Thermoanaerobacterium polysaccharolyticum Bacteria; 


265678873 
quence 
teria; 


265678869 
285875 28729 


265678852 
equence 

ylococcus. 
265678845 
322285 32381 


265678828 
343905 34542 


265678825 


265678735 
sequence 
nterococca 
265678713 


aceae; E 


e 39179 


53037 
s. 


95214 
lus. 


nce 


les; Hal 


iales; C 


equence 
actobaci 


sequenc 
les; Clo 


Incert 


Des 


Haloth 


’ 


lus. 


34841 


ococcineae; 
265678780 
uence 
bacillacea 
265678747 
equence 
Streptococ 
265678736 
472041 47353 


Firmicutes; 


coryniformis subsp. torquens strain 30 16S ribosomal RNA, complete sequence 


4163506 4163415 4 93 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4174187 4174096 4 93 gi|219846097|ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4180340 4180249 4 93 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 

ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4184843 4184752 4 93 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 


49 Entomoplasma luminosum Bacteria; 


ntomoplasma. 
ref |NR_029345.1| Staphylococcus 

40723 Staphylococcus condimenti 
ref |NR_029337.1| Enterococcus asini 

Enterococcus asini Bacteria; 
ref|NR_029308.1| Lactobacillus lindneri 

Lactobacillus lindneri Bacteria; 
ref|NR_029299.1| Acetohalobium 

106000 107471 Acetohalobium 
obacteroidaceae; Acetohalobium. 
ref|NR_029283.1| Chrysiogenes arsenatis 
2 Chrysiogenes arsenatis Bacteria; 
ref |NR_029267.1| Clostridium 

154728 156242 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029261.1| Lactobacillus 

163866 165437 Lactobacillus 
llaceae; Lactobacillus. 
ref |NR_029232.1| Clostridium 
e 206801 208304 Clostridium 
stridiaceae; Clostridium. 
ref|NR_029186.1| Thermoanaerobacterium 
uence 269183 270620 

Clostridia; 

ae Sedis; Thermoanaerobacterium. 
ref|NR_029179.1] Geobacter 

279814 281221 Geobacter 
ulfuromonadales; Geobacteraceae; 
ref|NR_029175.1| Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


ref|NR_029158.1| Staphylococcus 

311738 313264 Staphylococcus 
ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 
ref |NR_029133.1| Lactobacillus pentosus 
3 Lactobacillus pentosus Bacteria; 
ref|NR_029130.1| Agromyces hippuratus 


2 349877 Agromyces hippuratus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_029085.1| Lactobacillus 
410506 412073 Lactobacillus 
e; Lactobacillus. 
ref|NR_029052.1] Streptococcus 
455417 456926 Streptococcus 
caceae; Streptococcus. 
ref|NR_029041.1| Weissella koreensis 
7 Weissella koreensis Bacteria; 
ref|NR_029040.1] Enterococcus 
473588 475066 Enterococcus 
ceae; Enterococcus. 
ref|NR_029018.1| Lactobacillus 


507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


243698 Bacteria_16S 


devriesei strain 


devriesei Bacteri 
243698 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


243698 Bacteria_16S 
nepalensis strain 
Firmicu 
243698 Bacteria_16S 
strain JR 16S rib 


Bacteria; 


Deferribacteres; 


243698 Bacteria_16S 
versmoldensis str 


versmoldensis Bac 


243698 Bacteria_16S 
albertensis strai 
albertensis Bacte 


Acidithiobacillus 


243698 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; 


silvestris Bacter 


243698 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


243698 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


243698 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


243698 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


243698 Bacteria_16S 


marinus subsp. pa 


Ba 
243698 Bacteria_16S 
silvestris strain 


Lactobacillus. 


CW1l 16S ribosomal RNA, partial sequence 


Deferribacterales; Deferribacteraceae; 
550524 550430 1 93 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
562750 562656 1 93 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


qu 


Ss 


ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
830750 830656 1 93 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
832307 832213 1 93 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
865560 865506 41 93 gi 
ain PCE-M2 16S ribosomal RNA, partial 

teria; Proteobacteria; Epsilonproteoba 


oc 
qu 
nc 
E 


se 
ct 


878948 878882 29 93 gi 
storis strain PCC 9511 16S ribosomal R 


54086 


tes; Bacillales; Staphylococcus. 
542737 542691 49 93 gi|265678690|ref|NR_028995.1 
osomal RNA, partial sequence 542382 543900 Deferribacter 


Deferriba 
265678685 


ence 


ctobacilla 
265678677 


equence 


ia; Acidit 


729194 729120 21 93 gi| 265678562 |ref|NR_028866.1 
bosomal RNA, partial sequence 728785 73027 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

730708 730614 1 93 gi| 265678561 |ref|NR_028865.1 
HR3-23 16S ribosomal RNA, partial sequence 730321 731827 
ia; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

775606 775512 1 93 gi| 265678529 |ref|NR_028833.1 


775183 77669 


cus. 


265678492 


ence 


nterococca 
265678491 


e 83188 
nterococ 


265678468 


quence 
eria; 


265678459 
NA, partia 


Ca 


512352 512258 1 93 gi|265678710|ref|NR_029015.1 
CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

532077 531983 1 93 gi| 265678697 |ref|NR_029002.1 
S ribosomal RNA, partial sequence 531745 53318 
lales; Bacillaceae; Bacillus. 

541256 541162 1 93 gi| 265678691 |ref|NR_028996.1 


2 542331 Staph 


cter. 
ref|NR_028990.1 

550095 551652 
ceae; Lactobacil 
ref |NR_028982.1 

562358 563851 
hiobacillales; 


4 Streptococcus 


ref|NR_028795.1 
830324 831835 
ceae; Enterococc 
ref|NR_028794.1 
6 833394 Entero 
cus. 
ref|NR_028771.1 

865186 866674 
mpylobacterales; 
ref 
1 se 


NR_028762.1 
quence 


Y 


Streptococcus 
Streptococcus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Staphylococcus 
lococcus nepalensis 


Deferribacter abyssi 
abyssi Bacteria; 


Lactobacillus 
Lactobacillus 
lus. 
Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Solibacillus 
Solibacillus 


Streptococcus sinensis 
sinensis Bacteria; 


Enterococcus 
Enterococcus 

us. 

Enterococcus 
coccus moraviensis 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


243698 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


243698 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


243698 Bacteria_16S 


salivarius strain 
salivarius Bacter 


243698 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


243698 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 
243698 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


243698 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


243698 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


Prochlorococcus. 

898857 898763 1 93 gi 
YC300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
915865 915771 1 93 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
932866 932772 1 93 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
962302 962208 1 93 gi 
n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
1018806 1018712 1 93 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


e; 


nc 
ni 


en 


’ 


ue 
ba 


ue 
ro 


A, 
succinus Bacteria; 
1020404 1020310 1 93 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1023528 1023434 1 93 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1058486 1058440 49 93 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 


Streptococ 


gi 
oc 


qu 
le 


243698 Bacteria_16S 


1082403 1082309 1 93 gi 


265678445 


e 89842 
bacillus 


265678434 


ce 91544 
Streptoc 


265678423 


nce 
cillacea 


265678403 


nce 
coccacea 


265678365 


complet 


Firmicutes; 
265678364 
1019984 10214 


cus. 


265678362 
1023111 10246 


cus. 


265678338 


ence 
s; Defer 


265678321 


ref |NR_028747.1 
7 899962 Paenib 
ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028725.1 

932436 934005 
e; Lactobacillu 
ref|NR_028705.1 
961894 963406 
e; Enterococcus. 
ref |NR_028667.1 
e sequence 
Bacillales; 
ref|NR_028666.1 
95 Streptococcus 


n 


ref |NR_028664.1 
30 Streptococcus 


ref |NR_028640.1 
1058138 105957 
ribacteraceae; D 


Paenibacillus 
acillus koreensis 


Streptococcus 

ococcus intermedius 

ccus anginosus group. 
Lactobacillus 
Lactobacillus 
Enterococcus 
Enterococcus 


Staphylococcus 

1018386 1019933 
Staphylococcus. 
Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus mitis 
mitis Bacteria; 


Deferribacter 
3 Deferribacter 
eferribacter. 

Lactobacillus 


ref|NR_028623.1 


equi 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 


Firmicutes; Lacto 


bacillales; Lactobacillaceae; Lactobacil 


lus. 


243698 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


243698 Bacteria_16S 


strain I-273 16S 


1091598 1091504 1 93 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1115738 1115696 29 71 
ribosomal RNA, partial sequence 


gi 


Lactobac 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Kine 


243698 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
243698 Bacteria_16S 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
243698 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


243698 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


243698 Bacteria_16S 


dysgalactiae subs 


1194414 1194348 29 93 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


1318175 1318081 1 93 gi 
coagulans strain GA 211 16S ribosomal 


1319717 1319623 1 93 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1321259 1321165 1 93 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 
1322801 1322707 1 93 gi 
p- dysgalactiae strain ATCC 43078 16S 


1091188 10926 


1115364 11168 


265678315 


illus. 
265678298 


osporiinea 
228715634 

11940 

obacterale 


228715349 
RNA, part 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
228715345 
ribosomal 


ref |NR_028617.1 
88 Lactobacillus 
ref |NR_028599.1 
e; Kineosporiace 
ref|NR_027536.1 


29 1195514 Carbox 
s; Thermoanaerob 


ref 
ial 


NR_027521.1 
sequence 


ref 
uenc 
hylo 

ref 
quen 
loco 

ref 
RNA, 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
ccus. 
NR_027517.1 
partial seq 


Lactobacillus algidus 
algidus Bacteria; 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Carboxydibrachium 

ydibrachium pacificum 

acteraceae; 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 
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243698 Bacteria_16S 1747734 1747668 29 93 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

243698 Bacteria_16S 1802186 1802092 1 93 gi|219878334|ref|NR_025473.1| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 1840488 1840394 1 93 gi|219878308|ref|NR_025447.1| Lactobacillus 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243698 Bacteria_16S 1933207 1933137 1 71 gi| 219878239 |ref|NR_025378.1| Desulfomicrobium orale 
strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 

243698 Bacteria_16S 1960572 1960478 1 93 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

243698 Bacteria_16S 2082886 2082792 1 93 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243698 Bacteria_16S 2155449 2155383 29 93 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

243698 Bacteria_16S 2163014 2162952 29 89 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

243698 Bacteria_16S 2258761 2258667 1 93 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243698 Bacteria_16S 2339111 2339017 1 93 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
243698 Bacteria_16S 2387683 2387617 29 93 gi| 219857468 |ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
243698 Bacteria_16S 2416777 2416683 1 93 gi| 219857448 |ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243698 Bacteria_16S 2495312 2495218 1 93 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243698 Bacteria_16S 2533181 2533087 1 93 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

243698 Bacteria_16S 2589207 2589113 1 93 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

243698 Bacteria_16S 2592360 2592266 1 93 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

243698 Bacteria_16S 2663937 2663843 1 93 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243698 Bacteria_16S 2665499 2665405 1 93 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243698 Bacteria_16S 2673040 2672946 1 93 gi|219857207|ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243698 Bacteria_16S 2721056 2721002 41 93 gi|219857174|ref|NR_024802.1| Sulfurovum 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

243698 Bacteria_16S 2728726 2728660 29 93 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

243698 Bacteria_16S 2731787 2731693 1 93 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

243698 Bacteria_16S 2739179 2739113 29 93 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
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243698 Bacteria_16S 2785591 2785525 29 93 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

243698 Bacteria_16S 2787172 2787106 29 93 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

243698 Bacteria_16S 2788752 2788658 1 93 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243698 Bacteria_16S 2874056 2873962 1 93 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

243698 Bacteria_16S 2907612 2907518 1 93 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

243698 Bacteria_16S 2909158 2909064 1 93 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

243698 Bacteria_16S 2910702 2910608 1 93 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

243698 Bacteria_16S 2912244 29121501 93 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

243698 Bacteria_16S 2913788 2913694 1 93 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

243698 Bacteria_16S 2916873 2916779 1 93 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

243698 Bacteria_16S 2945556 2945462 1 93 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

243698 Bacteria_16S 2962083 2961989 1 93 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243698 Bacteria_16S 2963632 2963538 1 93 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243698 Bacteria_16S 3007834 3007768 29 93 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

243698 Bacteria_16S 3024434 30243401 93 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

243698 Bacteria_16S 3038142 3038048 1 93 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

243698 Bacteria_16S 3064057 3063963 1 93 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243698 Bacteria_16S 3069910 3069816 1 93 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

243698 Bacteria_16S 3137429 3137375 41 93 gi|219846830|ref|NR_026422.1| Sulfurospirillum 
deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
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243698 Bacteria_16S 3216469 3216375 1 93 gi| 219846776 |ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

243698 Bacteria_16S 3246822 3246756 29 93 gi| 219846756 |ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

243698 Bacteria_16S 3322590 3322496 1 93 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 


aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
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a; 


gi 


219846340 
38321 


gi 
gi|219846332 
3844228 38456 


gi| 219846322 
3859256 38606 


219846317 
38668 


gi 


475 
Al 
219846171 
sequence 
Clostridiales; 


gi 
c 


gi|219846167 


S; 
219846139 


gi 


Bacteroide 


1 sequence 3529546 3 


Porphyromonas. 


Desulfovibrionales; 


Ruminococcus. 


Porphyromonas. 


icyclobacillus. 


Peptococc 


ref |NR_026242.1 
91 3393612 Bacter 
s. 
ref |NR_026227.1 
73 3414913 Actino 
Actinomycetace 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026169.1 
92 3499120 Actino 
Actinomycetace 
ref|NR_026155.1 
49 3520338 Mycopl 
ref |NR_026148.1 
53100 
Clostridiaceae; 
ref|NR_026138.1 
54 Bacillus 


ref|NR_026137.1 
87 Porphyromonas 


ref |NR_026119.1 


ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref |NR_025985.1 
lasma alvi Bacte 


ref|NR_025979.1 
3764125 376551 
Peptococcaceae; 
ref |NR_025977.1 
3766971 376838 
Des 


ref |NR_025930.1 
73 3833552 Rumino 


ref |NR_025922.1 


ref |NR_025912.1 


ref|NR_025907.1 
93 3868368 Porphy 


66 4049023 Alicyc 


ref|NR_025761.1 
4071551 407304 
lostridiales Fam 


ref|NR_025757.1 
4077655 407918 
aceae; Crypt 


ref 


cohnii Bacteria; 


Bacteroides caccae 
oides caccae Bacteria; 


Actinomyces israelii 

myces israelii Bacteria; 

ae; Actinomyces. 
Succiniclasticum 

iclasticum ruminis 

m. 

Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Mycoplasma genitalium 

asma genitalium 


Clostridium 
6 Clostridium 
Clostridium. 

Bacillus cohnii strain 
Firmicutes; 


Porphyromonas cansulci 
cansulci Bacteria; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 
Prevotella. 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Mycoplasma alvi strain 
ria; Tenericutes; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 

Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Alicyclobacillus 
lobacillus vulcanalis 


Soehngenia 
4 Soehngenia 
ily XI. Incertae Sedis; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 


NR_025729.1 


Streptococcus minor 


4116858 4118354 Streptococcus minor Bacteria; 


Streptococcus. 


243698 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


243698 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


243698 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


243698 Bacteria_16S 


thermobenzoicum s 


4171121 41710271 93 

S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
4198448 4198354 1 93 gi 
KCTC 3748 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Paenibacill 
4207454 4207388 29 93 gi 


gi 


strain 41 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
ella. 
4230299 4230233 29 93 gi 


ubsp. thermosyntrophicum strain TPO 16 


219846099 


4170715 41722 


Ss. 
219846076 
equence 

aceae; Pae 
219846070 
sequence 

st 


219846048 
S ribosoma 


ridiales; 


ref|NR_025689.1 


ref|NR_025666.1 
198059 419951 
nibacillus. 
ref|NR_025660.1 

4207086 420854 


Clostridiales 


rs 


’ 


ref 
1 RN 


NR_025638.1 
A, partial s 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Paenibacillus 
0 Paenibacillus 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


243698 Bacteria_16S 


proteoclasticum s 
proteoclasticum B 


243698 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


243698 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


243698 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


243698 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


243698 Bacteria_16S 


nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


243698 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


243698 Bacteria_16S 


halophilum strain 
halophilum Bacter 


243698 Bacteria_16S 
16S ribosomal RNA, partial sequence 804384 80579 


strain AIP313.00 
Firmicutes; Clost 


243698 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


243698 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


243698 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


243698 Bacteria_16S 


strain HI 11/12 1 
Bacteria; Aquific 


243698 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


243698 Bacteria_16S 


micronuciformis s 
micronuciformis B 


243698 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


243698 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


243698 Bacteria_16S 


caldilitoris stra 
caldilitoris Bact 


243698 Bacteria_16S 


ptococcaceae; Desulfotomaculum. 
271095 271002 2 93 
train B316 16S ribosomal RNA, 
acteria; Firmicutes; Clostridia; Clost 
298393 298324 11 79 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
330375 330306 11 79 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
992986 992941 50 93 


gi 
complete 


gi 


OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1398458 1398365 2 93 gi 


T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
3619741 3619687 41 93 gi 
animalis strain NCTC 12276 16S ribosom 


Fusobacterium. 


animalis Bacteria; 


265678879 
sequence 
ridiales; 
265678861 
equence 
roplasmata 
265678840 


329993 33159 


265678382 
ce 99261 
phomonadac 
228715357 
nce 13980 
nadaceae; 

219846492 
al RNA, pa 


3621122 3621068 41 93 gi|219846491 
fusiforme strain SOR 16S ribosomal RNA, partial 
fusiforme Bacteria; Fusobacteria; Fusobacteriale 

3653202 3653157 50 93 gi|219846469 

SEBR 3139 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Clostridia; Clostridiales; Pepto 

804724 804636 7 93 gi| 265678509 


ridia; Clostridiales; Veillonellaceae; 
1021957 1021863 1 93 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1046451 1046359 3 93 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1191329 1191273 12 68 gi 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; Persephone 
1230708 1230617 2 93 gi 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1241339 1241283 12 68 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
2140447 2140359 7 93 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2231292 2231236 12 68 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 

2451631 2451543 7 93 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2689562 2689506 12 68 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
2727227 2727171 12 68 gi 


Anaeroglo 
265678363 
e sequence 
tococcacea 
265678347 
uence 

ceae; Cera 
228715750 


1190944 11924 


lla. 
219878275 


complete sequence 1230306 12317 


rinis. 
219878120 
1 sequence 
genotherma 
219857641 
rtial sequ 
ridiales; 
219857578 
nce 22309 
Persephone 
219857418 
1 sequence 
tinomyceta 
219857196 
quence 
ceae; Hydr 
219857169 


hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 


Fusobacteria; 


ref|NR_029185.1 
270671 272189 
Lachnospiraceae; 
ref |NR_029167.1 
298000 299445 
les; Anaeroplasm 


ref|NR_029145.1 


ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref |NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 

ref |NR_026084.1 
rtial sequence 


ref 
sequ 


NR_026083.1 
ence 362084 
s; Fusobacteriac 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_028812.1 
1 Anaeroglobus 
bus. 
ref|NR_028665.1 
1021546 102306 
e; Streptococcus 
ref|NR_028649.1 

1046039 104752 
sibacillus. 
ref|NR_027538.1 
06 Persephonella 


ref|NR_025414.1 
93 Thermocrinis 


ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref |NR_025230.1 
ence 214009 
Veillonellaceae; 
ref|NR_025166.1 
13 2232371 Persep 
lla. 
ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref|NR_024824.1 

2689164 269065 
ogenivirga. 


Clostridium 
Clostridium 
Butyrivibrio. 
Anaeroplasma 
Anaeroplasma 
ataceae; Anaeroplasma. 
Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Gemmatimonas 
imonas aurantiaca T-27 


Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Anaeroglobus geminatus 


geminatus Bacteria; 


Streptococcus 
0 Streptococcus 
Cerasibacillus 
2 Cerasibacillus 


Persephonella marina 
marina EX-H1 Bacteria; 


Thermocrinis albus 


albus DSM 14484 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Megasphaera 
2 2141502 Megasphaera 

Megasphaera. 

Persephonella 
honella guaymasensis 


Seinonella 
3 Seinonella 
Hydrogenivirga 
5 Hydrogenivirga 


ref|NR_024797.1 
2726822 272832 


Persephonella 
8 Persephonella 


243698 Bacteria_16S 3231545 3231505 41 80 gi| 219846766 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 32326 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 
243698 Bacteria_16S 3841549 38414617 93 gi| 219846334 
lacurosei strain H200 16S ribosomal RNA, complete sequence 38411 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiace 
243698 Bacteria_16S 77494 77415 1 79 gi| 265679012 
joergensenii strain B331 16S ribosomal RNA, partial sequence 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulfospira. 

243698 Bacteria_16S 83460 83406 41 93 gi| 265679007 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaer 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

243698 Bacteria_16S 95636 95585 40 89 gi| 265678999 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulf 
Desulfovibrio. 

243698 Bacteria_16S 97218 97139 1 79 gi| 265678998 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desu 
Desulfocapsa. 

243698 Bacteria_16S 121776 121697 1 79 gi| 265678981 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 12137 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterale 
243698 Bacteria_16S 124752 124673 1 79 gi| 265678979 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae 
243698 Bacteria_16S 219597 219503 1 93 gi| 265678916 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geoba 
243698 Bacteria_16S 283230 283151 1 79 gi| 265678871 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulfobacter. 

243698 Bacteria_16S 287696 287629 28 93 gi| 265678868 
strain ATCC 23391 16S ribosomal RNA, partial sequence 28734 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

243698 Bacteria_16S 529118 529039 1 79 gi| 265678699 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 53019 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; D 
243698 Bacteria_16S 570317 570234 12 93 gi| 265678672 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 57142 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacter 
243698 Bacteria_16S 582261 582178 12 93 gi| 265678664 


strain LF13 16S ribosomal RNA, partial sequence 
Caldithrix. 


581868 58337 


ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiw 
ref |NR_029320.1 

77090 78536 
fobacterales; De 
ref 
ofil 


NR_029315.1 
um agile Bac 


ref |NR_029307.1 
95265 96764 
ovibrionales; De 


ref |NR_029306.1 

96815 98277 
lfobacterales; D 
ref|NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref |NR_029287.1 

124349 125867 
; Nitrospira. 
ref |NR_029224.1 

219184 220608 
cillus. 
ref|NR_029177.1 
282818 28433 
fobacterales; D 


we 


e 


ref|NR_029174.1 
1 288773 Mycopl 
ref|NR_029004.1 


eino 
ref 


coccus. 
NR_028977.1 


iace 
ref 


ae; Pedobact 
NR_028969.1 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 

Halanaerobium 
erobium lacurosei 
m. 

Desulfospira 

Desulfospira 
sulfobacteraceae; 


Anaerofilum agile 
teria; Firmicutes; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Desulforhabdus 

orhabdus amnigena 
eraceae; 
Nitrospira 
Nitrospira 


Geobacillus 
Geobacillus 


Desulfobacter 
Desulfobacter 


sulfobacteraceae; 


Mycoplasma felis 
asma felis Bacteria; 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Desulforhabdus. 


243698 Bacteria_16S 685193 685114 1 79 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
243698 Bacteria_16S 766340 766249 4 93 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
243698 Bacteria_16S 778696 778617 1 79 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
243698 Bacteria_16S 795438 795355 12 93 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

243698 Bacteria_16S 857904 857853 40 89 gi|265678473|ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
243698 Bacteria_16S 920512 920457 40 93 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 

243698 Bacteria_16S 925218 925139 1 79 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

243698 Bacteria_16S 1109622 1109567 40 93 gi|265678302|ref|NR_028604.1]| Collinsella 


1109258 1110720 Collinsella 
Coriobacteriales; Coriobacterineae; 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; 
Coriobacteriaceae; Collinsella. 


243698 Bacteria_16S 1203524 1203469 40 93 gi| 228715356 |ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

243698 Bacteria_16S 1269941 1269862 1 79 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

243698 Bacteria_16S 1271398 1271319 1 79 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

243698 Bacteria_16S 1714219 1714136 12 93 gi| 219878398 |ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

243698 Bacteria_16S 1715753 1715670 12 93 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

243698 Bacteria_16S 1717307 1717224 12 93 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

243698 Bacteria_16S 1945406 1945312 1 93 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 2199538 2199471 28 93 gi|219857599|ref|NR_025187.1| Mycoplasma mustelae 
strain MX9 16S ribosomal RNA, partial sequence 2199190 2200637 Mycoplasma mustelae Bacteria; 


Tenericutes; Moll 
243698 Bact 
strain 486 16S ri 
Tenericutes; Moll 


243698 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


243698 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


243698 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


243698 Bacteria_16S 
n HA-9T 16S ribosomal RNA, partial seq 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


243698 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


243698 Bacteria_16S 
HHQ 20 16S ribosomal RNA, partial seq 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


243698 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


243698 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


243698 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


243698 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


243698 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


243698 Bacteria_16S 


eria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
2204069 2204002 28 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2255738 2255659 1 79 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; 


2333165 2333082 12 93 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2355762 2355711 40 89 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 
2401289 2401206 12 93 gi 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

2402818 2402727 4 93 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2415175 2415124 40 89 gi 


ia; Proteobacteria; Deltaproteobacteri 


2434860 2434781 1 79 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2524072 2523993 1 79 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2527056 2527005 29 79 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2606098 2606047 40 89 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2613846 2613795 40 89 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; 
2823217 2823134 12 


93 gi 


Deltaproteobact 


Desulfovibrionales; 


219857596 


2203720 22051 


219857562 
equence 
eria; 


219857507 
al 
e; 


219857490 
1 
obacteria; 
219857459 
uence 


219857458 

24024 
Vv 

219857450 

uence 

a; 


219857431 
quence 

diales; Cl 
219857361 


2523668 25251 
Desulfobu 


219857359 
nce 25266 
occaceae; 

219857264 
nce 26057 
ibrionales 
219857256 


2613469 26150 
Desulfov 


v 


219856908 


subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 


Desu 


sequenc 
Actinomycet 


sequence 


Actinomyc 


eillonel 


Desulfo 


ref |NR_025184.1 


ref|NR_025150.1 
2255320 225677 
lfobacterales; 


ref|NR_025095.1 
e 2332775 233429 
ales; Strept 


ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


ref|NR_025047.1 
2400924 240237 
etales; Streptos 


ref |NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_025038.1 
2414827 241631 
vibrionales; Des 


ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref |NR_024947.1 
73 2528174 Desulf 
Desulfotomaculu 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024729.1 

2822817 282431 


D 


m. 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Desulfovibrio 
7 Desulfovibrio 
les; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Veillonella criceti 
nella criceti Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Clostridium 

3 Clostridium 
ostridium. 
Desulfotalea arctica 


arctica Bacteria; 


talea. 
Desulfotomaculum 
otomaculum alkaliphilum 


Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Hydrogenobacter 

3 Hydrogenobacter 


243698 Bacteria_ 
acidipiscis strai 
acidipiscis Bacte 
243698 Bacteria_ 
hydrogenophilus s 
hydrogenophilus B 
243698 Bacteria_ 


caldus strain KU 
Proteobacteria; 


243698 Bacteria_ 
strain lacT 16S r 
D 


Proteobacteria; 


243698 Bacteria_ 
sulfodismutans st 
sulfodismutans Ba 


Desulfovibrio. 


243698 Bacteria_ 


halotolerans DSM 
Bacteria; 


243698 Bacteria_ 
proteolyticus strain DSM 20540 16S ribosomal RNA, parti 
proteolyticus Bacteria; Deinococcus-Thermus; 
243698 Bacteria_ 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 
243698 Bacteria_ 


platensis strain 
Bacteria; 


243698 Bacteria_ 


strain DSM 10365 
Firmicutes; 


243698 Bacteria_ 


glomerans strain 


glomerans PW2 Bac 
Coriobacteriaceae 
243698 Bacteria_ 
filamentus strain 


Bacteria; 


acrylicus strain 
Bacteria; 


243698 Bacteria_ 
leonicaptivi stra 
Teneric 


Bacteria; 


243698 Bacteria_ 
funditum strain p 
Firmicu 


Bacteria; 


243698 Bacteria_ 
strain DD 16S rib 
Tenericutes; Moll 
243698 Bacteria_16S 
strain BV1 16S ri 
Tenericutes; Moll 
243698 Bacteria_16S 
strain PV1 16S ri 
Clost 
243698 Bacteria_16S 
strain 12B4 16S r 
Clost 
243698 Bacteria_16S 
thermoacetoxidans 
thermoacetoxidans 
243698 Bacteria_16S 
thiosulfatiphilum strain 6230 16S ribosomal RNA, 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; 
243698 Bacteria_16S 
strain Z-7937 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


G 


Proteob 


Firmicu 


Clost 


Bactero 
243698 Bacteria_ 
strain VIS 16S ri 
Tenericutes; Moll 
243698 Bacteria_ 


Proteob 


ammaproteobacteria; Acidithiobacillale 
16S 3042680 3042629 40 89 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
16S 3050240 3050189 40 89 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


16S 3111904 3111825 1 79 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
16S 3169402 3169311 4 93 gi 


16S 3170921 3170842 1 79 gi 
Deinococci; Deinococcales; Deinoco 
16S 3219537 3219478 12 Ti gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 


16S 3286056 3285977 1 79 gi 


ridia; Clostridiales; Clostridiaceae; 
16S 3496553 3496498 40 93 gi 
DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; 
Coriobacterium. 


v 


16S 3680750 3680667 12 93 gi 

215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
16S 3688254 3688163 4 93 gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3765920 3765841 12 89 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
16S 3783975 3783908 28 93 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
16S 3811183 3811089 1 93 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
16S 3858133 3858066 28 93 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3884285 3884218 28 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4070476 4070385 4 93 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
21464 21422 53 93 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
53511 53445 29 93 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
75985 75923 33 93 gi 
partia 
Chloro 

gi 


90916 90822 1 93 


16S ribosomal RNA, partial sequence 2996783 29982 
Acidith 


3042319 30437 
Desulfov 


Deinococci; 


16S ribosomal RNA, partial sequence 3285670 32871 


Coriobacteridae; 


3687881 36893 


3857775 38592 


3883911 38853 


4070099 40715 


21157 


biales; 


Ss; 
219846894 


a 
219846888 
sequence 
teria; Des 


219846847 
nce 31115 
acterales; 
219846808 
al sequenc 
; Deinococ 
219846807 


ccaceae; D 
219846774 
32191 
Ss; 
219846730 


Clostridiu 
219846578 
equence 

; Coriobac 
219846450 
ce 36803 
s; Flavoba 
219846445 


219846387 
ce 37655 
ibrionales 
219846374 
ence 37836 
coplasma. 

219846355 
38107 
e; Carnoba 
219846323 


219846306 


219846172 


Veillonel 
265679049 
22626 

Propionis 
265679028 
1 sequence 
stridiales 
265679013 
1 sequence 
Ch 
265679002 


Halanaerobiales; 


90540 
Halobacteroidaceae; Natroniella. 


Thermodesul 


16S 2836883 2836816 28 93 gi|219856899|ref|NR_024718.1| Lactobacillus 

n FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 2995611 2995528 12 93 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
train Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
acteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

16S 2997156 2997073 12 93 gi|219846925|ref|NR_026517.1| Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026486.1| Desulfovibrio zosterae 
95 Desulfovibrio zosterae Bacteria; 
ibrionaceae; Desulfovibrio. 

NR_026480.1| Desulfovibrio 

3049889 3051367 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 
ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococcaceae; Deinococcus. 
ref|NR_026399.1| Deinococcus grandis 
14 Deinococcus grandis Bacteria; 
einococcus. 
ref|NR_026366.1 
55 3220600 Coprot 


Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Deinococcus 

7 Deinococcus 


Coprothermobacter 
hermobacter platensis 
fobiaceae; Coprothermobacter. 
ref|NR_026322.1| Clostridium pascui 
40 Clostridium pascui Bacteria; 
m. 
ref|NR_026170.1 
3496207 349764 
teriales; Coriob 


Coriobacterium 
1 Coriobacterium 
acterineae; 


ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Polaribacter. 

ref |NR_026036.1| Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 


Polaribacter 
bacter filamentus 


ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025965.1 
21 3785045 Mycopl 


Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Mycoplasma 

asma leonicaptivi 


ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025913.1| Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


Carnobacterium 
acterium funditum 


ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 
ref|NR_025762.1| Veillonella caviae 


00 Veillonella caviae Bacteria; 


92000 


la. 
ref|NR_029357.1| Propionispira arboris 
Propionispira arboris Bacteria; 
pira. 
ref |NR_029336.1| Desulfotomaculum 
53088 54587 Desulfotomaculum 
; Peptococcaceae; Desulfotomaculum. 
ref|NR_029321.1] Chlorobaculum 
75652 77039 Chlorobaculum 
lorobiaceae; Chlorobaculum. 
ref|NR_029310.1| Natroniella acetigena 


Natroniella acetigena Bacteria; 


243698 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


243698 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


243698 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


243698 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


243698 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


243698 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


243698 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


243698 Bacteria_16S 


324252 324198 41 93 gi|265678844|ref|NR_029149.1| Prevotella disiens 
-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

345879 345785 1 93 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
osomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
lales; Paenibacillaceae; Brevibacillus. 

347348 347254 1 93 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
in Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

501713 501619 1 93 gi|265678717|ref|NR_029022.1| Bacillus indicus 
ibosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
lales; Bacillaceae; Bacillus. 

510777 510711 29 93 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
osomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
lales; Bacillaceae; Geobacillus. 

548861 548819 53 93 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

585230 585168 33 93 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 

16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
lales; Bacillaceae; Bacillus. 

606332 606238 1 93 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 


picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

243698 Bacteria_16S 609403 609309 1 93 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

243698 Bacteria_16S 642986 642944 53 93 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

243698 Bacteria_16S 650662 650568 1 93 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

243698 Bacteria_16S 701893 701800 1 93 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243698 Bacteria_16S 718453 718359 1 93 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

243698 Bacteria_16S 726177 726135 53 93 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

243698 Bacteria_16S 797030 796936 1 93 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243698 Bacteria_16S 839834 839768 29 93 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

243698 Bacteria_16S 996121 996027 1 93 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

243698 Bacteria_16S 1008224 1008130 1 93 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 
strain T7 16S ribosomal RNA, partial sequence 1007814 1009265 Bacillus edaphicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 1063071 1063005 29 93 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

243698 Bacteria_16S 1086948 1086854 1 93 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 1155008 1154914 1 93 gi|253680753|ref|NR_028001.1| Oceanobacillus 


iheyensis HTE831 
Bacteria; Firmicu 


acetoxidans DSM 7 
DSM 771 Bacteria; 


243698 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


tes; 
243698 Bacteria_16S 


Bacillales; Bacillaceae; 

1159528 1159462 29 93 gi 

Clostridiales 
93 gi 


Firmicutes; Clostridia; 
1195911 1195869 53 


Deferribacterales; Def 


243698 Bacteria_16S 


1244266 1244224 53 93 gi 


16S ribosomal RNA, partial sequence 1154576 11561 
Oceanoba 


71 16S ribosomal RNA, partial sequence 


2809 16S ribosomal RNA, partial sequen 
eferribacteres; 


cillus. 
228721485 
11591 
7 Peptococ 
228715574 
ce 11955 
erribacter 
219857537 


metallireducens strain 853-15 16S ribosomal RNA, partial sequence 


metallireducens B 


acteria; Firmicutes; Clostridia; 


Clostridiales; 


ref 
66 1160688 Desulf 
cace 
ref 
65 1197080 Denitr 
acea 


NR_027608.1 


ae; Desulfot 
NR_027535.1 


e; Denitrovi 


ref 


00 Oceanobacillus iheyensis HTE831 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 


NR_025125.1 


Desulfitobacterium 


1243915 1245428 Desulfitobacterium 


Peptococcaceae; 


Desulfitobacterium. 


243698 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


243698 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


243698 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


243698 Bacteria_16S 


ATCC 43183 16S ri 
Bacteria; Bactero 


243698 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


243698 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


243698 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


243698 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


243698 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


243698 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


243698 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


243698 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


243698 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


243698 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


243698 Bacteria_16S 


necropolis strain 
necropolis Bacter 


243698 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


243698 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


243698 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


243698 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


243698 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


243698 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


243698 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


243698 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


1254742 1254648 1 93 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1284732 1284638 1 93 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1286289 1286195 1 93 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1295360 1295306 41 93 gi 


se 
11 


s 
ic 


se 
co 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1315063 1314969 1 93 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1341040 1340998 53 93 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1357822 1357768 41 93 gi 
rain ATCC 25563 16S ribosomal RNA, par 
Cc 25563 Bacteria; Fusobacteria; Fusob 
1419515 14194211 93 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1510678 1510584 1 93 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1692749 1692707 53 93 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1779504 1779410 1 93 gi 
n DSM 1327 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1785472 1785418 41 93 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
1789982 1789888 1 93 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1803753 1803659 1 93 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1842027 1841933 1 93 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1870823 1870757 29 93 
ibosomal RNA, partial sequence 


1 
la 


nc 
Pe 


ti 
ac 


e 
oc 


eq 
ia 


se 


11 


da 


s 
ae 


s 
e; 


gi 


243698 Bacteria_16S 


219857194 


219846054 


219846053 


224581415 


bosomal RNA, partial sequence 1295007 12963 
idetes; Bacteroidia; Bacteroidales; Bacteroidace 
1296790 1296696 1 93 gi| 219857534 


1296399 12978 


228716557 


228721140 


228720055 


224581445 


1419106 14206 


219846273 


219878412 


219878350 


219878345 


219878342 


219878333 


219878307 


1841624 18431 


219878287 
1870444 18719 


quence 
aceae; B 
equence 
occus. 


quence 
ccus. 


sequence 
ceae; Ba 


e 13406 
ptococca 


al seque 
teriales 


sequence 
caceae; 


uence 
les; Pep 
quence 
aceae; P 

17851 
ceae; Dy 


equence 
Virgib 


v 


equence 
Virgiba 


ref|NR_024822.1 
1254345 125584 


Brevibacillus 
5 Brevibacillus 


revibacillus. 

ref|NR_025644.1| Jeotgalicoccus 
1284334 1285840 Jeotgalicoccus 

ref|NR_025643.1| Jeotgalicoccus 
1285891 1287396 Jeotgalicoccus 

ref|NR_027196.1| Bacteroides stercoris 

48 Bacteroides stercoris ATCC 43183 

ae; Bacteroides. 

ref|NR_025122.1| Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


ref|NR_027552.1 

1314657 131617 
cillus. 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027588.1 
nce 135754 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Fusobacterium 
0 1358872 Fusobacterium 
; Fusobacteriaceae; Fusobacterium. 
ref|NR_027227.1| Bacillus infernus 
13 Bacillus infernus Bacteria; 


ref|NR_025863.1| Abiotrophia defectiva 
1510256 1511666 Abiotrophia defectiva 
Abiotrophia. 
ref|NR_025551.1| Desulfosporosinus 
1692386 1693917 Desulfosporosinus 
tococcaceae; Desulfosporosinus. 
ref|NR_025489.1| Paenibacillus 
1779107 1780619 Paenibacillus 
aenibacillus. 
ref|NR_025484.1| Dysgonomonas mossii 
30 1786580 Dysgonomonas mossii Bacteria; 
sgonomonas. 
ref|NR_025481.1| Virgibacillus 
1789570 1791087 Virgibacillus 
acillus. 
ref|NR_025472.1| Virgibacillus 
1803341 1804862 Virgibacillus 
cillus. 
ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


ref|NR_025426.1| Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 
ref|NR_025418.1 
1879598 188113 
onellaceae; Propionispora. 
ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 


Propionispora 
1 Propionispora 


ref|NR_025416.1| Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 


ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


lales; Bacillaceae; Geobacillus. 
1879965 1879923 53 93 gi| 219878279 
FKBS1 16S ribosomal RNA, complete sequence 
ia; Firmicutes; Clostridia; Clostridiales; Veill 
1881546 1881504 53 93 gi| 219878278 
6S ribosomal RNA, partial sequence 1881182 18827 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 
1883122 1883080 53 93 gi| 219878277 
6S ribosomal RNA, partial sequence 1882756 18842 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 
1884702 1884660 53 93 gi| 219878276 
6S ribosomal RNA, partial sequence 1884339 18858 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 
1940696 1940602 1 93 gi| 219878234 
16S ribosomal RNA, partial sequence 1940300 19418 
lales; Bacillaceae; Bacillus. 
2032027 2031961 29 93 gi| 219878174 
FR-11 16S ribosomal RNA, partial sequence 20316 
tes; Bacillales; Alicyclobacillaceae; Alicycloba 
2039736 2039670 29 93 gi| 219878168 


paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; 


ref |NR_025313.1| Alicyclobacillus 

81 2033165 Alicyclobacillus hesperidum 

cillus. 

ref |NR_025307.1| Dolosicoccus 
2039358 2040867 Dolosicoccus 

Dolosicoccus. 


243698 Bacteria_16S 2049101 2049059 53 93 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

243698 Bacteria_16S 2050661 2050619 53 93 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

243698 Bacteria_16S 2072084 2072030 41 93 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
strain ATCC 51261 16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

243698 Bacteria_16S 2123841 21237471 93 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 2169228 2169134 1 93 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

243698 Bacteria_16S 2185902 2185808 1 93 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

243698 Bacteria_16S 2284925 2284831 1 93 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 2313504 23134101 93 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

243698 Bacteria_16S 2337509 2337467 53 93 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

243698 Bacteria_16S 2345198 2345104 1 93 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243698 Bacteria_16S 2354230 2354136 1 93 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
243698 Bacteria_16S 2443988 2443894 1 93 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

243698 Bacteria_16S 2453154 2453088 29 93 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

243698 Bacteria_16S 2472819 2472750 2 TE gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

243698 Bacteria_16S 2547736 2547694 53 93 gi|219857345|ref|NR_024933.1| Desulfosporosinus 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

243698 Bacteria_16S 2550788 2550694 1 93 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 2566113 2566071 53 93 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

243698 Bacteria_16S 2621593 2621499 1 93 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

243698 Bacteria_16S 2641445 2641355 1 89 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

243698 Bacteria_16S 2643024 2642930 1 93 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243698 Bacteria_16S 2679112 2679018 1 93 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

243698 Bacteria_16S 2711988 2711894 1 93 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 2725664 2725570 1 93 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 2768920 2768826 1 93 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 


strain GTC 854 16 
Firmicutes; Bacil 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


2768556 2770007 Bacillus okuhidensis Bacteria; 


243698 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


243698 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


243698 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


243698 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


243698 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


243698 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


243698 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


243698 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


243698 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


243698 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


243698 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


243698 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; Clost 


243698 Bacteria_16S 


halophilus strain 
halophilus Bacter 


243698 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


243698 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


243698 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


243698 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


243698 Bacteria_16S 


restrictus strain 
restrictus Bacter 


243698 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


243698 Bacteria_16S 


chlororespirans s 
chlororespirans B 


243698 Bacteria_16S 


sporothermodurans 
sporothermodurans 


243698 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


243698 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


243698 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


2778137 2778043 1 93 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2869308 2869214 1 93 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2870888 2870794 1 93 gi 


Bacillus. 
93 


lales; Bacillaceae; 
2875630 2875536 1 gi 
Bacillus. 

93 


lales; Bacillaceae; 
2878777 2878683 1 gi 
laceae; Bacillus. 
2880342 2880248 1 93 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2881895 2881801 1 93 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2915331 2915237 1 93 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
3051827 3051733 1 93 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
3154113 3154071 53 93 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3155748 3155682 29 93 gi 


gi 


gi 


gi 


n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3202838 3202796 53 93 gi 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
3360789 3360695 1 93 gi 
DSM 20408 16S ribosomal RNA, partial 

ia; Firmicutes; Bacillales; Bacillacea 
3372858 3372764 1 93 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3520796 3520702 1 93 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


3534413 3534319 1 93 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3543790 3543696 1 93 gi 
6S ribosomal RNA, 
lales; Bacillaceae; 
3665501 3665459 53 


Bacillus. 


93 gi 


PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3677658 3677616 53 93 gi 


in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3685162 3685120 53 93 gi 
train Co23 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3722884 3722790 1 93 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3930247 3930153 1 93 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3958157 3958063 1 93 gi 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
3959690 3959596 1 93 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 


219857131 
equence 

acillaceae 
219856878 
artial seq 
cillaceae; 
219856877 


6S ribosomal RNA, partial sequence 2870477 28720 


219856874 


6S ribosomal RNA, partial sequence 2875223 28767 


219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 


219856871 


2879945 28814 


219856870 


2881499 28830 


219856846 
29149 


219846887 


complete sequence 3051418 30529 


; Pelobact 
219846819 
ence 31537 
occaceae; 

219846818 
sequence 

Clostridia 
219846786 


3202501 32039 
poromusa. 


s 
219846676 
sequence 
e; Marinoc 
219846668 
quence 
ales; Halo 
219846562 
sequence 
ria; Desul 


219846553 
equence 
illaceae; 

219846547 


complete sequence 3543393 35448 


219846461 
quence 
les; Pepto 
219846452 
uence 

es; Deferr 
219846447 
sequence 
ridiales; 
219846419 
1 sequence 
illaceae; 
219846274 
1 sequence 
caceae; Pl 
219846253 
quence 
ctobacilla 
219846252 


3959295 3960777 Bacillus firmus Bacteria; 


ref|NR_024759.1| Paenibacillus 

2777747 2779208 Paenibacillus 
; Paenibacillus. 
ref|NR_024697.1| Bacillus 
uence 2868896 2870426 Bacillus 
Bacillus; Bacillus cereus group. 
ref|NR_024696.1| Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 
ria; Firmicutes; 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024690.1| Bacillus carboniphilus 
48 Bacillus carboniphilus Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref |NR_024665.1 
14 2916405 Staphy 


Staphylococcus caprae 
lococcus caprae 


ref|NR_026479.1| Malonomonas rubra 

42 Malonomonas rubra Bacteria; 
eraceae; Malonomonas. 

ref|NR_026411.1| Desulfosporosinus 

64 3155274 Desulfosporosinus orientis 
Desulfosporosinus. 

ref|NR_026410.1] Desulfotomaculum 
155325 3156901 Desulfotomaculum 
les; Peptococcaceae; Desulfotomaculum. 
ref|NR_026378.1| Sporomusa silvacetica 
81 Sporomusa silvacetica Bacteria; 


w 


Marinococcus 
2 Marinococcus 


ref |NR_026268.1 
3360383 336190 
occus. 
ref|NR_026260.1 
3372496 337395 
bacteroidaceae; 
ref|NR_026154.1 
3520389 352188 
furomonadales; P 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 

Pelobacter 
2 Pelobacter 
elobacteraceae; 


Bacillus 
4 Bacillus 


ref|NR_026145.1 

3534017 353553 
Bacillus. 
ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


ref|NR_026053.1 
3665143 366662 
coccaceae; Dehal 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref |NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_025864.1 
3929851 393132 
anomicrobium. 
ref |NR_025843.1 
3957761 395924 
ceae; Sporolacto 
ref |NR_025842.1 


Dehalobacter 
8 Dehalobacter 
obacter. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Bacillus 
9 Bacillus 


Planomicrobium 
2 Planomicrobium 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 

Bacillus firmus strain 
Firmicutes; 


243698 Bacteria_ 


strain R-6540 16S 


16S 4041836 4041742 1 93 


ribosomal RNA, partial sequence 


gi|2 


19846195 


4041510 40429 


ref|NR_025785.1 
25 Bacillus farr 


Bacillus farraginis 
aginis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

243698 Bacteria_16S 4082748 4082654 1 93 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

243698 Bacteria_16S 4102184 4102090 1 93 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 


strain PAT 05 16S 
Bacil 


Firmicutes; 
243698 Bacteria_ 


strain N-3 16S ri 
Bacil 


Firmicutes; 
243698 Bacteria_ 
strain S-743 16S 


Tenericutes; Moll 


243698 Bacteria_ 


strain FC 097-2 1 
Tenericutes; Moll 


243698 Bacteria_ 


selangorensis str 
selangorensis Bac 


243698 Bacteria_ 


phaeovibrioides s 
phaeovibrioides B 


Chlorobium. 
243698 Bacteria_ 
strain 113-1 16S 


Firmicutes; Erysi 


243698 Bacteria_ 
strain Kol5a 16S 
Aquificae; Aquifi 


243698 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 
243698 Bacteria_ 
strain B7-43 16S 
Proteobacteria; 

243698 Bacteria_ 


DSM 1552 16S ribo 
Firmicutes; Erysi 
243698 Bacteria_16S 
DSM 15641 16S rib 
Bacteria; Actinob 


Cryptobacterium. 


243698 Bacteria_16S 
magneticus strain 
Proteob 
243698 Bacteria_16S 
sulfidifaciens st 
sulfidifaciens Ba 
243698 Bacteria_16S 
agariperforans st 
agariperforans Ba 


Bacteria; 


Reichenbachiella. 


243698 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


243698 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


243698 Bacteria_16S 


periodonticum str 
periodonticum Bac 


243698 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


243698 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


243698 Bacteria_16S 


strain Hbl 16S ri 


D 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
16S 4212033 4211967 29 93 
bosomal RNA, complete sequence 
lales; Bacillaceae; Geobacillus. 
16S 780218 780125 2 93 
ribosomal RNA, partial sequence 


gi|2 


gi|2 


ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
319536 319452 11 93 
ibosomal RNA, partial sequence 


gi 


16S 362083 362043 40 79 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
16S 1165682 1165598 11 93 gi 


gi 


v 


pelotrichi; Erysipelotrichales; Erysip 
1208103 1208020 12 93 gi 
osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacteri 
1368354 1368314 40 79 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1854085 1854019 29 93 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; 
2758463 2758395 12 79 gi 
rain KMM 3525 16S ribosomal RNA, parti 
cteria; Bacteroidetes; Sphingobacteria 


fo 


al 


’ 


3030468 3030384 11 93 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3166368 3166292 4 79 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3618360 3618330 41 71 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 


gi 
el 


s 
De 


se 
Fu 


290399 29196 


265678847 
319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678813 
361716 36321 
Desulfov 
228720470 
somal RNA, partial sequence 1165300 1166687 Clost 
elotrichac 
228715352 
1207714 12091 
ales; 


228718692 
ence 13679 
ibrionales 
219878298 


Lactobacillales; Aer 
219857147 


219846903 
3030089 30315 


219846810 


219846493 


4101786 41031 


19846067 


4211641 42131 


65678525 


779845 78130 


Cori 


al seque 
ococcace 


sequenc 
Sphingob 


otrichac 


equence 
inococca 


quence 
sobacter 


4064405 4064365 40 79 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
274128 274061 28 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
275644 275589 40 93 gi 
bosomal RNA, partial sequence 


’ 


219846176 
4064043 40655 


265678877 
273748 27524 


265678876 
275297 276761 Helicobacter bilis Bacteria; 


Desulfov 


ref|NR_025657.1 
63 Geobacillus 1 


ref|NR_028829.1 
7 Acholeplasma 


87 Bacillus patagoniensis Bacteria; 


Geobacillus lituanicus 
ituanicus Bacteria; 


Acholeplasma axanthum 


axanthum Bacteria; 


icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

16S 985171 985078 2 93 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 
6S ribosomal RNA, complete sequence 984769 986285 Acholeplasma vituli Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

16S 2617040 2616947 1 93 gi|219857254|ref|NR_024885.1| Paralactobacillus 
ain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

16S 74610 74548 33 93 gi|265679014|ref|NR_029322.1| Chlorobium 

train 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 

acteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
16S 185626 185542 11 93 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

16S 290828 290772 12 68 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


3 Desulfovibrio 
ibrionaceae; Des 
ref|NR_027592.1 
ridium spirofor 
eae. 
ref 


NR_027524.1 


obacterineae; Co 
ref |NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref |NR_025437.1 
nce 185372 
ae; Globicatella 
ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 
ref|NR_026495.1 
eae. 
ref |NR_026402.1 
165996 316746 
Deinococcac 
ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref |NR_029183.1 


w 


les; 


ref|NR_029152.1| Acholeplasma palmae 

0 Acholeplasma palmae Bacteria; 
eplasma. 

ref|NR_029118.1| Desulfovibrio putealis 


putealis Bacteria; 
ulfovibrio. 
Clostridium spiroforme 


me DSM 1552 Bacteria; 


Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Globicatella 

6 1855215 Globicatella 
Reichenbachiella 

5 Reichenbachiella 


mmeovirgaceae; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Deinococcus 

5 Deinococcus 
eae; Deinococcus. 
Fusobacterium 

8 Fusobacterium 
erium. 

Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029182.1 


Helicobacter bilis 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


243698 Bacteria 1 


strain ATCC 23392 


Tenericutes; Moll 
243698 Bacteria_16S 
californicum stra 
californicum Bact 
243698 Bacteria_16S 
catecholicum stra 
catecholicum Bact 
243698 Bacteria_16S 
strain IS1B 16S r 
P 
243698 Bacteria_16S 
hydrothermale str 


Planctomycetes; 


hydrothermale Bac 
Desulfacinum. 


243698 Bacteria_16S 
singaporensis str 


singaporensis Bac 
Desulforhopalus. 


243698 Bacteria_16S 
psychrophila stra 
psychrophila Bact 


Desulfotalea. 


243698 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


243698 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


243698 Bacteria_16S 
in MPOB 16S ribosomal RNA, partial seq 
Deltaproteo 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


243698 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


243698 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


243698 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


phenolica strain 
Bacteria; Proteob 


anilini strain An 
Bacteria; Proteob 


243698 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


243698 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


243698 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


243698 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


243698 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


243698 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


243698 Bacteria_16S 


6S 278676 278609 28 93 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ibosomal RNA, partial sequence 


teria; Proteobacteria; 


926772 926693 1 79 gi 


eria; Proteobacteria; 
971469 971414 40 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
1126295 11262161 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
1347317 1347238 1 79 gi 
Bacteria; Proteobacteria; 
eae; Syntrophobacter. 
1516561 1516482 1 79 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; 
1895562 1895483 1 79 gi 
eltaproteobacteria; Desulfobacterales; 
1934679 1934624 40 93 gi 
ribosomal RNA, partial sequence 
1975625 1975546 1 


79 gi 


1978745 1978666 1 79 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2278793 2278726 28 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2280306 2280239 28 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2281815 2281748 28 93 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2292374 2292319 40 93 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2331607 2331552 40 93 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


2364973 2364906 28 93 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2366483 2366416 28 93 gi 


gi 


Deltaproteobact 


in LSv54 16S ribosomal RNA, partial se 
Deltaproteobacte 


Syntroph 


Deltaproteoba 


psilonproteobacteria; Campylobacterale 
243698 Bacteria_16S 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
243698 Bacteria_16S 


265678874 


692571 69404 


eria; 


265678427 
quence 
ria; 
265678396 
97110 


253680772 
11259 


228720860 
uence 
bacteria; 


219873435 
sequence 


cteria; 


219878267 


6S ribosomal RNA, partial sequence 1895145 18966 
esulfoba 


D 
219878238 


1934336 19357 
Campylo 


S; 
219878211 
ce 19752 
acterales; 
219878209 
19783 
acterales; 
219857547 


2278443 22799 


219857546 


2279959 22814 


219857545 
equence 

lasmatacea 
219857536 
22920 
s; Helicob 
219857508 
sequence 
ria; Campy 


219857483 


2364627 23660 


219857482 


equigenitalium strain T37 16S ribosomal RNA, partial sequence 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


27832 


Desu 


Desul 


obacterale 


obacterale 


De 


ref|NR_029180.1 
1 279763 Mycop 


lfobacterales; 


ref|NR_028729.1 

926361 927852 
fobacterales; 
ref |NR_028698.1 
s; C 
ref|NR_028020.1 
86 1127376 Syntr 
s; Syntrophobac 


ref|NR_027598.1 
1346912 134839 
Syntrophobacter 


ref|NR_025194.1 

1516159 151759 
sulfobacterales; 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025377.1 
49 Campylobacter 
bacteraceae; Ca 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025135.1 


ref |NR_025134.1 


ref |NR_025133.1 
2281465 228293 
e; Mycoplasma. 
ref |NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025096.1 
2331268 233272 
lobacterales; He 


ref |NR_025071.1 


ref|NR_025070.1 
2366137 236759 


1: 


D 


De 


0 972566 Campyl 
ampylobacter 


° 
t 


a 


Mycoplasma gateae 
asma gateae Bacteria; 


299878 299811 28 93 gi|265678860|ref|NR_029166.1| Mycoplasma 
in ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

688312 688233 1 79 gi|265678590|ref|NR_028895.1| Desulfobacterium 
in NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

692928 692845 12 93 gi|265678587|ref|NR_028892.1| Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


lanctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 
883578 883499 1 79 gi|265678455|ref|NR_028757.1| Desulfacinum 

ain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 

teria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
906556 906477 1 79 gi|265678440|ref|NR_028742.1| Desulforhopalus 

ain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


esulfobulbaceae; 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Campylobacter lanienae 
obacter lanienae 

aceae; Campylobacter. 
Syntrophobacter 
phobacter wolinii 
eraceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Campylobacter hominis 
hominis Bacteria; 


mpylobacter. 


Desulfobacula 
obacula phenolica 

eae; Desulfobacula. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma 
0 Mycoplasma 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 

4 Helicobacter 
licobacteraceae; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


243698 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


243698 Bacteria_16S 
strain PG15 16S r 


Tenericutes; Moll 


243698 Bacteria_16S 
strain R171 16S r 


Tenericutes; Moll 


243698 Bacteria_16S 
strain PG30 16S r 


Tenericutes; Moll 


243698 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


243698 Bacteria_16S 
columbinasale str 


columbinasale Bac 


243698 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


243698 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


243698 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


243698 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


243698 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


243698 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


243698 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


243698 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


243698 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


243698 Bacteria_16S 
somal RNA, partial sequence 2514611 2516064 Calor 


strain Z 16S ribo 
Clostridia; Clost 


243698 Bacteria_16S 


hyointestinalis s 


Campylobacter hyointestinalis subsp. 


Campylobacterales 


243698 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


243698 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


243698 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


243698 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


243698 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


2369474 2369407 28 93 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2372494 2372427 28 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374000 2373933 28 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2375511 2375444 28 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377023 2376956 28 93 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2378532 2378465 28 93 gi 


gi 


teria; Tenericutes; Mollicutes; Mycopl 
2477170 2477103 28 93 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478642 2478575 28 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481662 2481595 28 93 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483171 2483104 28 93 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484683 2484616 28 93 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486202 2486135 28 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487714 2487647 28 93 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489229 2489162 28 93 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490740 2490673 28 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2514962 2514931 40 71 gi 


ridiales; Clostridiaceae; Caloramator. 
2525542 2525487 40 93 gi 


ubsp. lawsonii strain CHY5 16S ribosom 


; Campylobacteraceae; Campylobacter. 


2563069 2563014 40 93 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 
2671471 2671416 40 93 gi 
psilonproteobacteria; Campylobacterale 
3135954 3135875 1 79 gi 
n SB164P1 16S ribosomal RNA, partial s 
ria; Proteobacteria; Deltaproteobacter 


3237793 3237715 1 79 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


3634866 3634811 40 93 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 


2369126 23705 


2372144 23736 


2373653 23751 


2375159 23766 


2376676 23781 


ain 694 16S ribosomal RNA, partial seq 


2476824 24782 


2478295 24797 


2481316 24827 


2482825 24842 


2484337 24857 


2485849 24873 


2487368 24888 


2488881 24903 


2490394 24918 


6S ribosomal RNA, partial sequence 2671138 26725 


219857480 


219857478 


219857477 


219857476 


219857475 


219857474 
uence 
asmataceae 

219857398 


219857397 


219857395 


219857394 


219857393 


219857392 


219857391 


219857390 


219857389 


219857367 


219857360 
al RNA, pa 


219857335 
ial sequen 
acteria; C 


219857208 


s; Helicob 
219846831 
equence 

ia; Desulf 


v 


219846762 
equence 
a; Desulfo 


219846482 
36345 
obacterale 


243698 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


3689746 3689679 28 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_025068.1 


ref |NR_025066.1 


ref|NR_025065.1 


ref |NR_025064.1 


ref|NR_025063.1 


ref|/NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_024986.1 


ref|NR_024985.1 
ref|NR_024983.1 
ref|NR_024982.1 
ref|/NR_024981.1 
ref|NR_024980.1 
ref|NR_024979.1 
ref|NR_024978.1 
ref 


NR_024977.1 


ref 
amat 


NR_024955.1 
or coolhaasi 


ref 
rtia 


NR_024948.1 
1 sequence 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_026423.1 
135552 313703 
obacterales; Des 


Ww 


ref |NR_026354.1 
3237371 323891 
bacterales; Desu 


ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 


219846444 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


’ 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Desulfocapsa 

3 Desulfocapsa 

ulfobulbaceae; 


Desulfofustis 
7 Desulfofustis 
1lfobulbaceae; 


Helicobacter rodentium 
bacter rodentium 
ceae; Helicobacter. 


ref|NR_026035.1 


Mycoplasma auris 


3689398 3690858 Mycoplasma auris Bacteria; 


243698 Bacteria_16S 
strain G145 16S r 
Tenericutes; Moll 
243698 Bacteria_16S 
strain 275c 16S r 
Tenericutes; Moll 
243698 Bacteria_16S 
strain PG51 16S r 
Tenericutes; Moll 
243698 Bacteria_16S 


norvegica strain 
Bacteria; 


Bacteria; 


Tenericutes; Moll 


243698 Bacteria_16S 
strain PU 16S rib 


Tenericutes; Moll 


243698 Bacteria_16S 
franzmannii strai 
Bactero 
243698 Bacteria_16S 
strain Hh-2 16S r 


Bacteria; 


Proteobacteria; E 


243698 Bacteria_16S 
helveticus strain 
Proteob 
243698 Bacteria_16S 


Bacteria; 


strain 165 16S ri 
Proteobacteria; E 


243698 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


243698 Bacteria_16S 92410 92368 53 93 gi| 265679001 |ref|NR_029309.1 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; G 
243698 Bacteria_16S 735176 735134 53 93 gi| 265678558 |ref|NR_028862.1 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae 
243698 Bacteria_16S 980466 980412 41 93 gi|265678390|ref|NR_028692.1 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfur 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
243698 Bacteria_16S 1105040 1105010 41 71 gi| 265678305 |ref|NR_028607.1 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacter 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
243698 Bacteria_16S 1148993 1148951 53 93 gi| 253680757 |ref|NR_028005.1 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 11501 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

243698 Bacteria_16S 1293880 1293786 1 93 gi| 228715348 |ref|NR_027520.1 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 129495 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

243698 Bacteria_16S 1433450 1433356 1 93 gi|224581433|ref|NR_027215.1 
strain GD521 16S ribosomal RNA, partial sequence 1433051 14345 

Firmicutes; Bacillales; Staphylococcus. 

243698 Bacteria_16S 3016960 3016866 1 93 gi|219846912|ref|NR_026504.1 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 30179 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

243698 Bacteria_16S 3410812 3410770 53 93 gi| 219846637 |ref|NR_026229.1 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
243698 Bacteria_16S 3861157 3861119 33 71 gi|219846321|ref|NR_025911.1 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

243698 Bacteria_16S 3878037 3877971 29 93 gi|219846310|ref|NR_025900.1 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 38791 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

243698 Bacteria_16S 3956662 3956604 10 68 gi|219846254|ref|NR_025844.1 


Proteob 
Thermodesulforhab 
243698 Bacteria_16S 
leopharyngis stra 
Teneric 
243698 Bacteria_16S 
strain LX 16S rib 


3691256 3691189 28 93 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3752293 3752226 28 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3792953 3792914 41 79 gi 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846443 


3690909 36923 


219846397 


3751943 37534 


3758341 3758274 28 93 gi| 219846393 |ref 
ibosomal RNA, partial sequence 3757993 37594 
icutes; Mycoplasmataceae; Mycoplasma. 

3776429 3776350 1 79 gi| 219846379 |ref 
A8444 16S ribosomal RNA, partial sequence 37759 
acteria; Deltaproteobacteria; Syntrophobacterales; S 
dus. 

3782491 3782424 28 93 gi| 219846375 |ref 
in LL2 16S ribosomal RNA, partial sequence 37821 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

3785445 3785378 28 93 gi| 219846373 |ref 
osomal RNA, partial sequence 3785096 37865 
icutes; Mycoplasmataceae; Mycoplasma. 

3786930 3786863 28 93 gi| 219846372 |ref 


3786577 37880 


219846368 


3856288 38577 


ref 


ref 


ref 


n 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polari 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pola 
3801980 3801925 40 93 gi|219846361|ref|NR_025952.1 
ibosomal RNA, partial sequence 3801626 3803095 Helicobacter 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3808031 3807976 40 93 gi| 219846357 |ref|NR_025948.1 
D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campyl 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
3818840 3818785 40 93 gi|219846350|ref|NR_025941.1 
bosomal RNA, partial sequence 3818485 3819957 Helicobacter 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3856645 3856578 28 93 gi|219846324|ref|NR_025914.1 


78 3777536 Thermo 


35 3783570 Mycop 


NR_026034.1 


NR_025988.1 


NR_025984.1 


NR_025970.1 
yntrophobact 


NR_025966.1 
1 
NR_025964.1 


NR_025963.1 


NR_025959.1 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Mycoplasma 
asma leopharyngis 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Polaribacter 
bacter franzmannii 
ribacter. 

Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Campylobacter 

obacter helveticus 

aceae; Campylobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Geovibrio 

Geovibrio 
eovibrio. 
Allisonella 
Allisonella 
Allisonella. 
Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Bacteroides 
oides acidifaciens 


, 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Staphylococcus equorum 
6 Staphylococcus equorum 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Dialister pneumosintes 
ter pneumosintes 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Hydrogenobaculum 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 


243698 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; Sp 


243698 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


243698 Bacteria_16S 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 


spermatophilum st 
spermatophilum Ba 


243698 Bacteria_16S 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysipelotrichac 
243698 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


3978736 3978690 12 
hingobacteria; 
1431879 1431839 40 


2367970 2367925 50 


862565 862501 7 


969885 969845 40 


58 


16S ribosomal RNA, partial sequence 
Sphingobacteriales; Flexibacterac 


79 


93 


vg 


79 


219846239 
39784 


gi 


gi| 224581434 


in L15 16S ribosomal RNA, partial sequence 14315 
irae; Nitrospirales; Nitrospiraceae; Leptospiril 


219857481 
sequence 
lasmatacea 
gi|265678470 
862181 86365 


gi 


gi| 265678397 


fructosovorans strain JJ 16S ribosomal RNA, partial sequence 


fructosovorans Ba 
Desulfovibrio. 

243698 Fungi_16S 
strain IFM 100 
Actinobacteria; 
243698 Fungi_16S 
strain IFM 078 
Actinobacteria; 
243698 Fungi_16S 
strain IFM 057 
Actinobacteria; 
243698 Fungi_16S 
strain IFM 100 
Actinobacteria; 
243698 Fungi_16S 
strain YZ-96 1 
Actinobacteria; 
243698 Fungi_16S 
strain IFM 024 
Actinobacteria; 
243698 Fungi_16S 
strain IFM 100 
Actinobacteria; 
243698 Fungi_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Noc 


247044 Bacteria_16S 
PB90-1 16S ribosomal RNA, partial sequence 


cteria; Proteobacteria; 


400 309 4 


1909 1818 4 


3447 3356 4 


5007 4916 4 


6563 6472 4 


8065 7974 4 


9551 9460 4 


11032 10941 4 


ardia. 
696274 696374 1 


Deltapr 


93 


35 16S ribosomal RNA, partial sequence 1 
Actinobacteridae; Actinomycetales; Corynebacterin 


93 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Corynebacterin 


93 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Corynebacterin 


93 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Corynebacterin 


93 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Corynebacterin 


93 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Corynebacterin 


93 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Corynebacterin 


93 


102 
695 


Opitutae; Opitutales; Opitutaceae; Opitutus. 


247044 Bacteria_16S 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 


strain CVL 16S ri 
Proteobacteria; D 


247044 Bacteria_16S 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


247044 Bacteria_16S 
in JW/MS-VS5 16S ribosomal RNA, partia 
Clostridia; 


viterbiensis stra 
viterbiensis Bact 


247044 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


247044 Bacteria_16S 1 
16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


247044 Bacteria_16S 
ribosomal RNA, partial sequence 
Thermoanaerobacterale 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


247044 Bacteria_16S 
7R1B strain 16S ribosomal RNA, 
Firmicutes; 
tae Sedis; Caldicellulosiruptor. 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


247044 Bacteria_16S 


2614168 2614266 2 


3767625 3767723 2 


2406176 2406275 1 


Firmicutes; 
55244 55343 


eria; 
at 


1301604 1301703 1 
tes; Clostridia; 
losiruptor. 
1304714 1304813 1 
tes; Clostridia; 
losiruptor. 


1324622 13247211 


7R1B Bacteria; 


362405 362503 2 


101 


101 


101 


c 
101 


6S ribosomal RNA, partial sequence 54638 
pelotrichi; Erysipelotrichales; Erysipelotrichac 


10 


101 


101 


Clos 


101 


strain B7-43 16S ribosomal RNA, partial sequence 


Proteobacteria; D 


eltaproteobacteria; 


Desulfovibrionales; 


oteobacteria; Des 
265678352 


1514 


gi 


265678351 
3016 


gi 


265678350 
4565 


gi 


265678349 
6112 


gi 
gi|265678348 
6163 7670 


265678342 
9123 


gi 


219857197 
10588 


gi 


219857175 
al sequenc 
Actino: 


gi 


gi|265678585 
588 697067 Opitu 
gi| 219857256 
2613469 26150 


219846386 
sequence 
a; Desulfo 


gi 


219857456 
1 sequence 
iales; Clo 
265679027 
56028 


gi 


lostrid 
gi 


gi| 219846639 
1300923 13024 
s; Thermoa 


gi|219846460 
1304017 13055 
s; Thermoa 


219878140 
sequence 
Thermoana 


gi 
partial 
tridia; 


gi| 265678813 


Desulfovibrionaceae; 


ref|NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_025069.1 

2367647 236907 
Mycoplasma. 
NR_028773.1 


e; 
ref 


eae; Bulleidia. 
ref |NR_028699.1 

969528 971049 
ulfovibrionales; 
ref|NR_028654.1 
Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_024803.1 
e 10639 12137 
mycetales; Coryn 


ref 
tus 


NR_028890.1 
terrae Bacte 


ref |NR_024887.1 
09 Desulfovibrio 
Des 
ref |NR_025977.1 

3766971 376838 
vibrionales; Des 


ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_029335.1 


Holdemania 
NR_026231.1 


eae; 
ref 


naerobacterales 


ref |NR_026051.1 


naerobacterales 
ref |NR_025279.1 


1323941 132544 
erobacterales; T 


ref|NR_029118.1 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Leptospirillum 
pirillum ferrooxidans 


Mycoplasma 
5 Mycoplasma 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Caloramator 
6 Caloramator 
oramator. 
Holdemania filiformis 


Holdemania filiformis Bacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Caldicellulosiruptor 

8 Caldicellulosiruptor 

hermoanaerobacterales 


Desulfovibrio putealis 


361716 363213 Desulfovibrio putealis Bacteria; 


Desulfov 


ibrionaceae; Des 


ulfovibrio. 


247044 Bacteria_ 


magneticus strain 
Proteob 


Bacteria; 
247044 Bacteria_ 


submarinus strain 
Proteob 


Bacteria; 
247044 Bacteria_ 


burkinensis strai 
Proteob 


Bacteria; 
247044 Bacteria_ 
africanus strain 


africanus Bacteri 


Desulfovibrio. 
247044 Bacteria_ 


ganghwensis strai 
ganghwensis Bacte 


247044 Bacteria_ 


orbiscindens stra 


Bacteria; 
247044 Bacteria_ 


strain TO-931 16S 
Clost 


Firmicutes; 
247044 Bacteria_ 


stercorarium subs 


Firmicutes; 


16S 1368676 1368774 2 


16S 2102927 2103025 2 


16S 2606420 2606518 2 


16S 3242561 3242659 2 


16S 


ria; 
16S 


Proteobacteria; 
23348 23447 1 
Clostridia; 


16S 1100756 1100855 1 


ridia; 
16S 
Pp. 


Clostridiales; 
2325935 2326034 1 


Clostridium stercorarium subsp. 


Clostridiaceae; Clostridium. 

247044 Bacteria_16S 2450368 2450467 1 101 gi|219857419|ref|NR_025007.1| Laceyella putida 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

247044 Bacteria_16S 2515259 2515358 1 101 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

247044 Bacteria_16S 2682468 2682567 1 101 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 2755669 2755768 1 101 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
ToBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
247044 Bacteria_16S 3241011 32411101 101 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

247044 Bacteria_16S 3365681 3365780 1 101 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

247044 Bacteria_16S 3551758 3551857 1 101 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

247044 Bacteria_16S 3581993 3582092 1 101 gi|219846521|ref|NR_026113.1]| Clostridium 


stercorarium subs 


Clostridiaceae; 


247044 Bacteria_16S 3829835 3829934 1 101 gi|219846342|ref|NR_025932.1 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 38306 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

247044 Bacteria_16S 3850863 3850962 1 101 gi|219846328|ref|NR_025918.1 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 385021 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Rumino 
Ruminococcaceae. 

247044 Bacteria_16S 3879871 3879970 1 101 gi|219846309|ref|NR_025899.1 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


247044 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


247044 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


247044 Bacteria_16S 


lostridium. 


S ribosomal RNA, 
ridia; Clostridiales; 
4192803 4192902 1 


idetes; Bacteroidia; 
1120559 1120657 2 


1209894 1209992 2 


RS-1 16S ribosomal RNA, 
acteria; Deltaproteobacteria; Desulfovibrionales; 


6N 16S ribosomal RNA, 
acteria; Deltaproteobacteria; Desulfovib 


1277529 1277614 15 
n JC2041 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfovib 


DSM 2603 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


101 gi|228718692|ref|NR_027575.1| Desulfovibrio 
complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Desulfovibrionaceae; Desulfovibrio. 
101 gi|219878118|ref|NR_025257.1| Desulfonauticus 
partial sequence 2102211 2103776 Desulfonauticus submarinus 
rionales; Desulfohalobiaceae; Desulfonauticus. 
101 gi|219857264|ref|NR_024895.1| Desulfovibrio 
nce 2605722 2607261 Desulfovibrio burkinensis 
rionales; Desulfovibrionaceae; Desulfovibrio. 
101 gi|219846759|ref|NR_026351.1| Desulfovibrio 
3241884 3243393 Desulfovibrio 
; Desulfovibrionales; Desulfovibrionaceae; 
101 gi|219846127|ref|NR_025717.1| Thalassomonas 


101 


in 265 16S ribosomal RNA, partial sequence 22677 
Clostridiales; 


101 


ribosomal RNA, partial sequence 
Clostridiaceae; 


101 


leptospartum strain ATCC 35414 16S 
rtum Bacteria; 


leptospa 


p- thermolacticum strain TX41 16S ribo 
Clostridium stercorarium subsp. thermola 
Cc 


complete sequence 3879197 38807 
Clostridiaceae; 


101 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


101 


1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; Myxococcales; 


101 


DSM 14365 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; 


cticum Bacteria; 


somal RNA, par 


Caloramato 
219846080 
41921 
Bacteroidace 
gi|228716127 
11198 


ae 
ref 


gi 


ae; 
ref 


cy 


gi|228715350|ref 


1276861 12782 
ia; Alteromonadales; 


Firmicutes; 


Firmicutes; 


39 4193621 Bacte 


56 1121404 Anaero 


6 


tial sequenc 


NR_025670.1 
xr 
Bacteroides 
NR_027547.1 


stobacterine 


NR_027522.1 


Colwe 


Clostridia; 


Clostridia; 


8 Thalassomonas 
lliaceae; Thalassomonas. 


gi| 265679048 |ref|NR_029356.1| Clostridium 
24226 Clostridium orbiscindens 
Clostridiaceae; Clostridium. 

gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
1100149 1101541 Clostridium hiranonis Bacteria; 

Clostridium. 
gi|219857512|ref|NR_025100.1| Clostridium 

ribosomal RNA, partial sequence 2325260 2326777 


Clostridiales; 


e 3581316 3582832 
Clostridiales; 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Bacteroides capillosus 
oides capillosus 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Haliangium ochraceum 


1209193 1210699 Haliangium ochraceum DSM 14365 


Hali 


angiaceae; Haliangium. 


247044 Bacteria_ 


strain SMP-10 16S 
D 
247044 Bacteria_1 
thiodismutans str 
thiodismutans Bac 


Proteobacteria; 


Desulfonatronum. 


247044 Bacteria_1 


strain SHK-1 16S 
Proteobacteria; 


Desulfovibrio. 


247044 Bacteria_1 
strain W6 16S ribosomal RNA, partial sequence 
Clost 
247044 Bacteria_1 


Firmicutes; 


sibiricum strain 
Bacteria; 


strain SE-32A-C8 
Proteobacteria; 
Bacteroidetes; 


strain NCTC 279 1 
Firmicutes; 


strain W 1471 16S 
Firmicutes; 


Caldithrix. 


247044 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


247044 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


247044 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


247044 Bacteria_16S 
lucentensis strain QMT2 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


247044 Bacteria_16S 
DSM 16795 16S ribosomal RNA, partial sequence 


Firmicutes; 
247044 Bacteria_16S 


Gammaproteobacteria; Legionellales; Leg 
247044 Bacteria_16S 
strain R-10 16S r 
Sphingobacteria; 
247044 Bacteria_16S 


Clost 
247044 Bacteria_16S 


Clost 
247044 Bacteria_16S 
strain B-3 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
247044 Bacteria_16S 
strain LF13 16S r 


16S 1404708 1404806 2 101 


ribosomal RNA, partial sequence 


gi 


6S 2236183 2236281 2 101 gi 


teria; Proteobacteria; 


6S 2713714 2713812 2 101 
ribosomal RNA, partial sequence 


gi 


Deltaproteobacteria; Myxococcales; Enhygr 
247044 Bacteria_1 
sulfodismutans st 
sulfodismutans Bacteria; 


16S ribosomal RNA, partial sequence 3080 


132647 132746 1 
ibosomal RNA, 


101 
complete sequence 


gi 


166172 166255 17 101 gi 


ridia; Clostridiales; 
303208 303307 1 


Eubacteriaceae; 
101 gi 


eltaproteobacteria; Myxococcales; Nannoc 


ain MLF1 16S ribosomal RNA, partial sequ 
Deltaproteobacter 


219857153 
1404010 14055 
ystineae; 
219857575 
ence 
ia; 


219857179 
2713036 27145 
omyxa. 


4533 


ionellaceae; 
265678974 
131953 13349 
Sphingobacteriales; Rhodothermace 
265678952 
6S ribosomal RNA, partial sequence 165488 16699 


Eubacterium. 
265678858 
302503 30397 


Desu 


ref|NR_024781.1| Haliangium tepidum 
17 Haliangium tepidum Bacteria; 
Haliangiaceae; Haliangium. 
ref|NR_025163.1] Desulfonatronum 
2235498 2236978 Desulfonatronum 
lfovibrionales; Desulfonatronumaceae; 


ref|NR_024807.1| Enhygromyxa salina 
15 Enhygromyxa salina Bacteria; 


6S 3050562 3050660 2 101 gi|219846888|ref|NR_026480.1| Desulfovibrio 
rain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
6S 150745 150843 1 101 gi|265678962|ref|NR_029270.1| Clostridium litorale 
150066 151566 Clostridium litorale Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
6S 2104475 2104574 1 101 gi|219878117|ref|NR_025256.1| Anoxynatronum 
Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 
3746 3845 1 101 gi|265679061|ref|NR_029369.1| Legionella erythra 


Legionella erythra Bacteria; 
Legionella. 


ref|NR_029282.1| Rhodothermus marinus 
5 Rhodothermus marinus Bacteria; 

ae; Rhodothermus. 

ref|NR_029260.1| Clostridium tetani 


5 Clostridium tetani Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
281933 282032 1 101 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 
ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 


ref|NR_029164.1| Clostridium innocuum 
7 Clostridium innocuum Bacteria; 
eae. 
ref|NR_028969.1| Caldithrix abyssi 
1 Caldithrix abyssi Bacteria; 
ref 


NR_028744.1| Legionella gresilensis 


strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 
1057255 1057338 17 101 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 
1150752 1150850 2 101 gi 
acteria; Alphaproteobacteria; Rhodospi 
1176583 1176682 1 101 gi 


582553 582652 1 101 gi| 265678664 
ibosomal RNA, partial sequence 581868 58337 
903739 903838 1 101 gi| 265678442 
D13 16S ribosomal RNA, partial sequence 90307 
acteria; Gammaproteobacteria; Legionellales; Leg 
994846 994945 1 101 gi| 265678381 


1175949 11773 


al sequenc 
tridiales; 


ionellaceae; Leg 
ref |NR_028683.1 
e 994185 995652 
Clostridiales F 


265678339 
al sequenc 
eria; Rhiz 


253680756 
ence 11501 
rillales; 

228718376 


ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref|NR_028004.1 
78 1151571 Thalas 
Rhodospirillace 
ref|NR_027573.1 


amily XII. 


2 904507 Legionella gresilensis 
ionella. 


Acidaminobacter 
Acidaminobacter 
Incertae 


Rhodopseudomonas 


7 Rhodopseudomonas 
izobiaceae; 


Thalassospira 


sospira lucentensis 
ae; Thalassospira. 

Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 1270223 1270322 1 101 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

247044 Bacteria_16S 1383777 1383876 1 101 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 


strain L1-82 16S 
Bacteria; 


papyrosolvens DSM 
2782 Bacteria; Fi 


247044 Bacteria_16S 


inopinata strain 
Bacteria; 


xylanivorans stra 


247044 Bacteria_16S 


Firmicutes; 
247044 Bacteria_16S 


Firmicutes; Erysipelotrichi; Erysipelotrichal 
247044 Bacteria_16S 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
1577224 1577323 1 101 
2782 16S ribosomal RNA, 
rmicutes; Clostridia; Clostridiales; C 
1632105 1632204 1 101 gi 
143-02 16S ribosomal RNA, partial sequ 


Lachno 
gi 


1734274 1734373 1 101 gi 


Firmicutes; Clostridia; Clostrid 


1383100 13845 


complete sequence 15765 


in Mz 5 16S ribosomal RNA, partial sequence 
xylanivorans Bacteria; 


spiraceae; 
219846510 


lostridiac 
219878455 
ence 16314 
es; 
219878385 


iales; Lac 


1741941 1742040 1 101 gi 


eae; 


Erysipelot 


hnos 


Roseburia. 
ref|NR_026102.1 
77 1578067 Clostr 
Clostridium. 
ref|NR_025594.1 
richaceae; E 
ref|NR_025524.1 

1733638 173507 
piraceae; Ps 


219878379 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 


ref|NR_025518.1 


81 Roseburia intestinalis L1-82 


Clostridium 


idium papyrosolvens DSM 


Erysipelothrix 


20 1632923 Erysipelothrix inopinata 
rysipelothrix. 


Pseudobutyrivibrio 


9 Pseudobutyrivibrio 
eudobutyrivibrio. 


Anaerobiospirillum 


1741287 1742780 Anaerobiospirillum 


thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Anaerobiospirillum. 


247044 Bacteria_16S 


neutrophila strai 


neutrophila Bacteria; 


1787300 1787399 1 101 gi 


Proteobacteria; 


219878344 
n SG 3301 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Chromatiales; 


Succinivibrionaceae; 


Halorhodospira 
6 Halorhodospira 
Ectothiorhodospiraceae; 


ref |NR_025483.1 
1786631 178798 


Halorhodospira. 

247044 Bacteria_16S 1802468 1802567 1 101 gi|219878334|ref|NR_025473.1]| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

247044 Bacteria_16S 2032337 2032436 1 101 gi| 219878174 |ref|NR_025313.1| Alicyclobacillus 


hesperidum strain 
Bacteria; 


247044 Bacteria_16S 


strain ATCC 35585 
Firmicutes; 


247044 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


247044 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


247044 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


247044 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


247044 Bacteria_16S 


beliardensis stra 
beliardensis Bact 


247044 Bacteria_16S 


pomorum strain 3A 
Bacteria; Firmicu 


247044 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


247044 Bacteria_16S 


strain LS-13 16S 


Proteobacteria; G 


247044 Bacteria_16S 


strain 441-1 16S 


Proteobacteria; G 


247044 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


247044 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


247044 Bacteria_16S 


oxalaticus strain 
Bacteria; 


aeronauticum stra 


aeronauticum Bacteria; 
247044 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


Proteobacteria; G 


strain LMG 5047 1 
Proteobacteria; G 


Firmicutes; 
247044 Bacteria_16S 


bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2303095 2303194 1 101 gi 
T5054 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromona 
2453441 2453540 1 101 gi 
in KCTC 3667 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Thermoacti 
2501591 2501690 1 101 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; Legio 
2503097 2503196 1 101 gi 
in Montbeliard Al 16S ribosomal RNA, par 
eria; Proteobacteria; Gammaproteobacteri 
2722856 2722955 1 101 gi 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Alicyclobacillaceae; 
2785901 2786000 1 101 gi 
train DSM 4006 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Alicycl 
2991392 2991491 1 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
2992886 2992985 1 101 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
3073149 3073248 1 101 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3121313 3121412 1 101 gi 
n RAOx-FS 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Paenibacill 
3122860 3122959 1 101 gi 
RAOx1 16S ribosomal RNA, partial sequen 
Bacillales; Paenibacillaceae; Aneur 
3247109 3247208 1 101 gi 
in DSM 10349 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridia 
3266601 3266700 1 101 


cl 


Al 


Legio 
gi 


Legio 
gi 


B 


2108290 21097 


dales; 


219857417 
sequence 
nomycetaceae; 
219857381 
25009 
nellaceae; 
219857380 
tial sequence 
a; Legionellales; Legionellaceae; Legionella. 
219857173 
27221 
icyclobacillus. 
219857126 


uence 
aceae; 


219846840 
ce 31221 
inibacillus 
219846756 
sequence 


les; 


ostridium. 
219857528 
ce 23024 


1 sequence 2785219 27867 
obacillaceae; 
219846929 
2990709 29921 
nellaceae; 
219846928 
2992209 29936 
nellaceae; 
219846873 
3072467 30738 
alneatrix. 
219846841 


Peptococcaceae; 
219846743 


FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
2060175 2060274 1 101 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
2108931 2109030 1 101 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


ref|NR_025116.1| Marinobacter 
04 2303932 Marinobacter lutaoensis 
Alteromonadaceae; Marinobacter. 
ref|NR_025005.1| Thermoflavimicrobium 
2452794 2454268 Thermoflavimicrobium 
Thermoflavimicrobium. 
ref|NR_024969.1| Legionella waltersii 
08 2502354 Legionella waltersii Bacteria; 
Legionella. 
ref |NR_024968.1 
250240 


Legionella 
5 2503874 Legionella 


ref|NR_024801.1 
61 2723688 Alicyc 


Alicyclobacillus 
lobacillus pomorum 
ref |NR_024754.1| Alicyclobacillus 
35 Alicyclobacillus 
Alicyclobacillus. 
ref|NR_026521.1| Fluoribacter gormanii 
58 Fluoribacter gormanii Bacteria; 
Fluoribacter. 
ref|NR_026520.1| Legionella brunensis 
81 Legionella brunensis Bacteria; 
Legionella. 
ref|NR_026465.1| Balneatrix alpica 
61 Balneatrix alpica Bacteria; 


NR_026433.1 
120644 312214 


ref Ammoniphilus 

0 Ammoniphilus 

Aneurinibacillus group; Ammoniphilus. 

ref|NR_026432.1| Ammoniphilus 

91 3123687 Ammoniphilus oxalaticus 

group; Ammoniphilus. 

ref|NR_026348.1|] Desulfotomaculum 
3246473 3247948 Desulfotomaculum 

Desulfotomaculum. 


Ww 


ribosomal RNA, partial sequence 


3268019 3268118 1 101 


3290840 3290939 1 101 


3297022 32971211 101 


acteria; Gammaproteobacteria; Legionel 
247044 Bacteria_16S 
strain L2 16S ribosomal RNA, partial sequence 


gi 
3265947 32672 
lales; 
gi|219846742 
3267345 32688 


ammaproteobacteria; Legionellales; Legionellaceae; 
247044 Bacteria_16S 


gi|219846727 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
247044 Bacteria_16S 


gi| 219846723 


ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 32963 


Bacteria; 


Firmicutes; 
247044 Bacteria_16S 


Clostridia; Clostridiales; 
3852372 38524711 101 


Lachnospiraceae; 


gi| 219846327 


cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 


cellulolyticus Bacteria; 


Firmicutes; Clostridia; 


247044 Bacteria_16S 


strain 25-4 16S r 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


3999746 3999845 1 101 
ibosomal RNA, partial sequence 


Clostridiales; 


gi|219846225 
3999120 40005 


Legionellaceae; 


Ruminococcaceae; 


ref|NR_026335.1| Legionella drancourtii 
94 Legionella drancourtii LLAP12 
Legionella. 
ref |NR_026334.1| Legionella lytica 
25 Legionella lytica Bacteria; 
Legionella. 
ref|NR_026319.1|] Xanthomonas oryzae 
68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 
ref|NR_026315.1| Pseudobutyrivibrio 
73 3297834 Pseudobutyrivibrio ruminis 
Pseudobutyrivibrio. 
ref|NR_025917.1| Acetivibrio 
3851732 3853195 Acetivibrio 
Acetivibrio. 
ref|NR_025815.1| Silanimonas lenta 
01 Silanimonas lenta Bacteria; 
Silanimonas. 


247044 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


247044 Bacteria_16S 
rain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; 


longreachensis st 


Desulfovibrio. 


247044 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


247044 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain T7 16S rib 


Firmicutes; Bacil 


247044 Bacteria_16S 


strain MCS 18 16S 


247044 Bacteria_16S 


4207762 4207861 1 


Bacteria; 
ella. 


Firmicutes; 


11016 11114 2 


Proteobacteria; 


101 


strain 41 16S ribosomal RNA, partial 
Clostridia; 


101 


Clo 


complet 
Deltaproteobacteria; 


219846070 
sequence 


gi 


gi| 265679056 


stridiales; 


e sequence 
Desulfovibrionales; 


ref|NR_025660.1 
4207086 42085 
Clostridiales 


ref|NR_029364.1 
10342 11910 


4 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


797323 797409 14 101 gi|265678514|ref|NR_028817.1| Paenibacillus 

strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

1007053 1007139 14 101 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 
lales; Bacillaceae; Bacillus. 

1008516 1008602 14 101 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 
osomal RNA, partial sequence 1007814 1009265 Bacillus edaphicus Bacteria; 
lales; Bacillaceae; Bacillus. 

2018964 2019050 14 101 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 

ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

2020436 2020522 14 101 gi|219878182|ref|NR_025321.1| Maricaulis 

train MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 


washingtonensis s 
washingtonensis B 
Maricaulis. 


247044 Bacteria_16S 
ain XE 16S ribosomal RNA, 


xylanilyticus str 
xylanilyticus Bac 


247044 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


247044 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


247044 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


247044 Bacteria_16S 
train Z-7935 16S ribosomal RNA, partial 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


247044 Bacteria_16S 
DSM 5308 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


247044 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


247044 Bacteria_16S 
train GS-15 16S ribosomal RNA, 


metallireducens s 
metallireducens B 
Geobacter. 


247044 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


strain SEBR 2582 


Proteobacteria; D 


2070851 2070937 14 


teria; Firmicutes; 
2354513 2354611 2 


DCB-M 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
247044 Bacteria_16S 


2415509 2415595 14 


2432085 2432171 14 


tes; Bacillales; 


2729049 2729135 14 
3136237 3136335 2 
ria; Proteobacteria; 
3244122 3244220 2 


acteria; 
rio. 


Proteobacteria; 
3379270 3379368 2 
Proteobacteria; 


ia; 


3630652 3630750 2 


3772158 3772244 14 
acteria; Proteobacteria; 
3886141 3886227 14 

acteria; Proteobacteria; 


4064728 4064826 2 


4066253 4066351 2 


179755 179840 15 


Bacillales; 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 
247044 Bacteria_16S 


acteria; Proteobacteria; Alphaproteobacteria; 


101 


101 


101 


101 


n WN9 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


101 


101 


101 


101 


101 


101 


101 


101 


S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 
247044 Bacteria_16S 


101 


101 


partial 
Deltaproteobacteria; 


gi|219878143 


complete sequence 
Paenibacillaceae; 


gi|219857491 


gi|219857450 


HHQ 20 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


gi|219857436 


gi|219857168 


n NTAP-1 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclobacillaceae; 
247044 Bacteria_16S 


gi| 219846831 


n SB164P1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi|219846758 


219846663 


gi 


gi|219846485 


3629961 36314 
Geobacteraceae; 


gi| 219846383 


train H2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


219846305 
sequence 


gi 


gi|219846176 


4064043 40655 
Desulfovibrionaceae; 


gi| 219846175 


16S ribosomal RNA, partial sequence 4065569 40669 
eltaproteobacteria; Desulfovibrionales; 
247044 Bacteria_16S 


gi| 265678943 


Rhodobacterales; 


23538 
Syntrophobacterales; 


Desulfovibrionales; 


24314 
Paenibacillus. 


Desulfobacterales; 
sequence 


Deltaproteobacteria; 


Desulfovibrionales; 


Desulfuromonadales 


Desulfuromonadales 


Desulfovibrionaceae; 


ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025079.1 
08 2355330 Desul 


ref |NR_025038.1 
2414827 241631 


ref|NR_025024.1 


ref|NR_024796.1 

2728379 272981 
ref |NR_026423.1 
135552 313703 


Ww 


ref|NR_026350.1 
3243444 324494 


Desulfovibrionales; 


ref 
3 


NR_026255.1 
378593 338009 


ref|NR_026077.1 


ref|NR_025974.1 
3771473 377289 


ref|NR_025895.1 
3885428 388697 


ref |NR_025766.1 
18 Desulfovibrio 
Des 
ref|NR_025765.1 
84 Desulfovibrio 
Des 
NR_029251.1 


ref 


Hyphomonadaceae; 


Thermobacillus 
8 Thermobacillus 


Desulfomonile 


fomonile limimaris 
Syntrophaceae; 


Desulfomonile. 
Desulfovibrio 
0 Desulfovibrio 


Desulfovibrionaceae; 


Paenibacillus 


10 2432897 Paenibacillus chinjuensis 


Alicyclobacillus 
6 Alicyclobacillus 


Alicyclobacillus. 


Desulfocapsa 
3 Desulfocapsa 


Desulfobulbaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


Desulfovibrio 
8 Desulfovibrio 


Desulfovibrionaceae; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
Geobacter. 


Geobacter 
0 Geobacter 
; Geobacteraceae; 


Geobacter 
3 Geobacter 
; Geobacteraceae; 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Methylococcus 


thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


Methylococcus. 


247044 Bacteria_ 


strain Y223G 16S 
Proteobacteria; 


247044 Bacteria_ 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
247044 Bacteria_ 
psychrotropica st 
psychrotropica Bacteria; 
247044 Bacteria_ 


strain S51-W 16S 
Proteobacteria; 


247044 Bacteria_ 


strain OS Hl 16S 
Firmicutes; 


247044 Bacteria_ 
strain vc 5 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
247044 Bacteria_ 
strain MCS 25 16S 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 
247044 Bacteria_16S 52195 52294 1 101 gi| 265679029 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

247044 Bacteria_16S 59753 59852 1 101 gi| 265679024 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
247044 Bacteria_16S 153862 153945 17 101 gi| 265678960 


strain V 5-2 16S 
Firmicutes; 


247044 Bacteria_ 
formicaceticum st 
formicaceticum Bacteria; 
247044 Bacteria_ 
intestinale strai 
intestinale Bacte 
247044 Bacteria_ 
collagenovorans s 
collagenovorans B 
247044 Bacteria_ 
aminovalericum st 
aminovalericum Bacteria; 
247044 Bacteria_ 
argentinense stra 
argentinense Bacteria; 
247044 Bacteria_ 
strain McClung 20 
Firmicutes; 


Bacteria; 


247044 Bacteria_ 
F186 16S ribosoma 
Alphaproteobacter 
247044 Bacteria_ 
strain JW/AS-Y6 1 
Clost 


Firmicutes; 


247044 Bacteria_ 
A strain ELTDK 10 


Bacteria; 


247044 Bacteria_ 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, parti 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clos 
Sedis; Sedimentibacter. 

247044 Bacteria_16S 366820 366919 1 101 gi 


G 


G 


Clost 


Clost 


16S 2716790 2716875 15 101 
ribosomal RNA, partial sequence 
16S 


2960796 2960881 15 101 


ribosomal RNA, partial sequence 


16S 850544 850643 1 101 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
16S 1845375 1845459 16 101 
ibosomal RNA, partial sequence 
16S 


2017494 2017578 16 101 


16S 2564871 2564970 1 101 
acteria; Firmicutes; 


16S 3576062 3576160 2 101 


ribosomal RNA, partial sequence 
ridia; Clostridiales; 
16S 155418 155517 1 101 
Firmicutes; Clostridia; 
16S 161534 161617 17 101 
Firmicutes; Clostridia; 
187479 187562 17 


ria; 
16S 101 
acteria; 
16S 


Firmicutes; 
189009 189109 1 101 
Firmicutes; Clostridia; 
16S 207482 207565 17 101 
Firmicutes; Clostridia; 
16S 209035 209118 17 101 
Clostridia; Clostridiales; 
16S 254901 254984 17 101 
1 RNA, partial sequence 


16S 257904 258003 1 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; 
16S 313986 314069 17 101 


101 


Clostridia; Clostridiales; 


16S 329153 329252 1 101 


ia; Alteromonadales; Colwelliaceae; Co 
16S 3662726 3662811 15 101 gi 
rain ACAM 179 16S ribosomal RNA, parti 

Proteobacteria; Gammaproteobac 
16S 3796287 3796372 15 101 gi 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
247044 Bacteria_ 
acidaminophilum s 
acidaminophilum B 
247044 Bacteria_ 
strain WO-44C 16S 


train DSM 3953 16S ribosomal RNA, part 
Clostridia; 


ribosomal RNA, partial sequence 


rain Al 16S ribosomal RNA, partial seq 
n Catt39 16S ribosomal RNA, partial se 
Clostridi 


train SG 16S ribosomal RNA, partial se 
Clostridia; 


rain DSM 1283 16S ribosomal RNA, parti 
in ATCC 27322 16S ribosomal RNA, parti 
Clostrid 


04 16S ribosomal RNA, partial sequence 


3 16S ribosomal RNA, partial sequence 
Firmicutes; 


gi 


2716108 27175 
ammaproteobacteria; Alteromonadales; C 


gi 


2960112 2961625 Colwe 


3795600 37970 
ammaproteobacteria; Alteromonadales; C 


gi 


849874 85135 
Heliobacteriacea 


gi 


1844748 18461 


gi 


2016867 20182 


gi 


Clost 
gi 


3575389 35768 


153188 15467 
Clostridiaceae; 


gi 


Clostr 
gi 


gi 


Clost 
gi 


Clostr 
gi 
gi 


Clostr 
gi 


254252 255652 Afipi 
ia; Rhizobiales; Bradyrhizobiaceae; Af 


gi 


complete sequence 257219 25873 
Thermoa 


gi 


Clostr 
gi 


219857177 


olwelliace 
219856816 


lwellia. 

219846463 
al sequenc 
teria; Alt 
219846366 


olwelliace 
265678479 


e; Heliore 
219878305 


yphomonada 
219878184 


yphomonada 
219857291 
ial sequen 
ridiales; 

219846525 


Oxobacter. 
265678959 
uence 
idiales; C 
265678955 
quence 
ales; Clos 
265678938 
quence 
ridiales; 
265678937 
al sequenc 
idiales; C 
265678924 
al sequenc 
iales; Clo 
265678923 
20835 
idiaceae; 
265678892 


ipia. 
265678890 


naerobacte 
265678851 
31331 
idiaceae; 
265678841 
al sequenc 
tridiales; 


ref|NR_024805.1 
Colwellia. 
NR_024635.1 
maris Bacte 


ae; 
ref 
llia 


ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_025957.1 


Colwellia. 
NR_028782.1 


ae; 
ref 


stis 
ref 


NR_025444.1 


ceae; Maricaulis 
ref |NR_025323.1 


ceae; Maricauli 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_026117.1 


e; Legionella. 
ref|NR_029337.1 

Enterococcus 
ref|NR_029332.1 


aceae; Xanthomon 
ref|NR_029268.1 


ref |NR_029267.1 

154728 156242 
lostridiaceae; C 
ref |NR_029263.1 

160899 162283 
tridiaceae; Clos 
ref |NR_029246.1 

186799 188298 
Clostridiaceae; 
ref|NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref|NR_029200.1 
a broomeae Bacte 


ref|NR_029198.1 
1 Moorella 
raceae; Moorella 
ref|NR_029157.1 
5 314767 Clostr 
Clostridium. 
ref |NR_029146.1 
e 328486 329942 
Clostridiales F 


265678810 


fontislapidosi strain F23 16S ribosomal RNA, partial sequence 


fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Idiomarina. 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Colwellia maris strain 
ria; Proteobacteria; 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
s. 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Legionella feeleii 


54 Legionella feeleii Bacteria; 


Enterococcus asini 


asini Bacteria; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium 
Clostridium 
lostridium. 
Clostridium 
Clostridium 
tridium. 
Clostridium 
Clostridium 
Clostridium. 
Clostridium 
Clostridium 
lostridium. 
Clostridium 
Clostridium 
stridium. 
Clostridium sporogenes 
idium sporogenes 


Afipia broomeae strain 
ria; Proteobacteria; 


Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 
Clostridium botulinum 
idium botulinum A 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


ref|NR_029115.1 
366150 367594 
Id 


Idiomarina 
Idiomarina 
iomarinaceae; 


247044 Bacteria_16S 
strain PL7HG1 16S 


383460 383543 17 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


247044 Bacteria_16S 
albertensis strai 
albertensis Bacte 
Acidithiobacillus 
247044 Bacteria_16S 
azorensis strain 
Bacteria; Firmicutes; 
247044 Bacteria_16S 
strain L1-92 16S 
Firmicutes; Clost 
247044 Bacteria_16S 
odorimutans strai 
odorimutans Bacte 
Anaerovorax. 
247044 Bacteria_16S 
jalaludinii strain M9 
Bacteria; Firmicutes; 
247044 Bacteria_16S 
satelles strain V 
satelles Bacteria; 
247044 Bacteria_16S 
strain CFBP 4188 
Proteobacteria; G 
247044 Bacteria_16S 
yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 
247044 Bacteria_16S 
hydrothermale str 
hydrothermale Bac 
Desulfacinum. 
247044 Bacteria_16S 
strain E6844 16S 
Firmicutes; Lacto 
247044 Bacteria_16S 
xylanovorans stra 
xylanovorans Bacteria; 
247044 Bacteria_16S 
algidixylanolytic 
algidixylanolytic 
247044 Bacteria_16S 
pseudoavium strai 
pseudoavium Bacteria; 
247044 Bacteria_16S 
strain OK-1 16S r 
Proteobacteria; G 
247044 Bacteria_16S 
acidiphilus strai 
acidiphilus Bacte 
247044 Bacteria_16S 
psychrophila stra 
Bacteria; Proteob 
247044 Bacteria_16S 
strain D2-18 16S 
Firmicutes; Clost 
247044 Bacteria_16S 
thermotolerans st 
thermotolerans Ba 
Pseudomonas. 
247044 Bacteria_16S 
DSM 20544 16S rib 
Bacteria; Firmicutes; 
247044 Bacteria_16S 
strain AM1114 16S 
Firmicutes; Clost 
247044 Bacteria_16S 
pv. 
pv. 
Xanthomonas. 


ria; 


ria; 


101 


Rhizobiales; 


gi| 265678799 
382807 38428 
Bradyrhizobiace 


teria; 


bacillales; 


ridia; 


cteria; 


563031 563130 1 


n DSM 14366 16S ribosomal RNA, 
Gammaproteobacter 


Proteobacteria; 


653792 653891 1 


MV1087 16S ribosomal RNA, partial sequ 
Clostridiales; 


Clostridia; 
658314 658413 1 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


664367 664466 1 


n NorPut 16S ribosomal RNA, partial se 
Clostridia; 


Firmicutes; 


765087 765186 1 

16S ribosomal RNA, 
Clostridia; 
783589 783688 1 


PI D143K-13 16S ribosomal RNA, 
Firmicutes; 


Clostridia; 
867418 867517 1 


870470 870553 17 


in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


883862 883961 1 


ain MT-96 16S ribosomal RNA, partial s 
Deltaproteobact 


Proteobacteria; 


897565 897664 1 


ribosomal RNA, partial sequence 
Enterococcaceae; 


909902 910001 1 


in HESP1 16S ribosomal RNA, partial se 
Clostridia; 


Firmicutes; 
931564 931663 1 


um strain SPL73 16S ribosomal RNA, par 
um Bacteria; 


Firmicutes; 
962584 962683 1 


n 47-16 16S ribosomal RNA, partial seq 
Lactobacillales; 


Firmicutes; 
1010009 1010108 1 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


1063381 1063480 1 


n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 


1088793 1088892 1 


in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


1103825 1103924 1 


ribosomal RNA, partial sequence 
Clostridiales Fa 


Clostridiales; 
1144793 1144892 1 


rain CM3 16S ribosomal RNA, partial se 
Gammaproteobac 


Proteobacteria; 


1164425 1164524 1 


osomal RNA, partial sequence 


Clostridiales; Veillo 


101 gi| 265678677 
partial sequence 
ia; Acidit 
101 265678614 
ence 65316 
Clostridiaceae; 
gi| 265678610 
657665 65912 


gi 


101 


Anaerosti 

101 gi| 265678606 
quence 

Clostridiales; Clos 

101 gi| 265678536 

complete sequence 76438 


nellaceae; 
265678523 
sequence 
s; Lachnos 
265678467 


101 gi 
partial 
Clostridiale 


101 gi 


16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; X 


anthomonad 
265678465 

uence 

ria; 


101 gi 


Rhizo 


101 265678455 
equence 


eria; Synt 


gi 


101 gi| 265678446 
896853 89837 
Enterococcus. 
101 gi| 265678438 
quence 
iales; Clo 
265678424 
tial seque 
lostridial 
265678403 
uence 
Enterococcacea 
gi| 265678371 
1009316 10108 
Shewanellac 
gi| 265678335 
uence 
acillaceae 
265678317 
ence 10881 
nadales; P 
gi| 265678306 
1103152 11046 
mily XIII. 
253680760 
quence 
teria; 


Clostrid 
101 gi 


Clostridia; C 
101 gi 
101 


101 


101 gi 


101 


101 gi 


Pse 


101 gi|228720667 


1163739 11652 


ridia; 


Clostridia; 
1223336 1223435 1 


ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridiales; 
1312215 1312314 1 


Clostridiales; Veillo 


101 gi 


101 gi 


nellaceae; 
219878346 


1222664 12241 


Caminicell 
228721465 


juglandis strain LMG 747 16S ribosomal RNA, partial sequence 
juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


ref 


ae; 
ref 


hiob 
ref 


Calo 
ref 


pes. 
ref 


trid 
ref 


Mit 
ref 


pira 
ref 


acea 


bial 
ref 
roph 


ref 


ref 


stri 
ref 

nce 

es; 
ref 


e; E 
ref 


eae; 
ref 


; Al 
ref 


seud 
ref 


Inc 
ref 
1 
udom 


ref 


Mit 
ref 


a. 
ref 


562358 56385 


3 654605 Calor 


0 Anaerostipes 


663698 66518 


5 765927 Mitsu 


782926 78438 


869838 87126 


961894 96340 


1062699 10642 


07 1089634 Pseud 


21 Mogibacterium 


144133 11455 


NR_029104.1 


Bradyrhizobi 
NR_028982.1 
a 
acillales; 


NR_028919.1 
a 
ranaerobacte 
NR_028915.1 


NR_028911.1 
5 
iales Family 
NR_028840.1 
° 
suokella. 
NR_028827.1 
1 
ceae; Shuttl 
NR_028770.1 


e; Xanthomon 
NR_028768.1 
3 
a 


es; Bradyrh 


NR_028757.1 


883190 884650 


obacterales; 


NR_028748.1 


NR_028740.1 


909211 910743 


diaceae; Clo 
NR_028726.1 

930884 
Clostridiace 
NR_028705.1 
6 
nterococcus 
NR_028673.1 


Shewanella 
NR_028637.1 
2 
icyclobacill 
NR_028619.1 
°. 


omonadaceae; 
NR_028608.1 


ertae Sedis; 
NR_028008.1 
6 
s 


onadales; P 


NR_027596.1 


suokella. 
NR_025485.1 


NR_027606.1 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Caloranaerobacter 
naerobacter azorensis 
an 

Anaerostipes caccae 


caccae Bacteria; 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Mitsuokella 
kella jalaludinii 


Shuttleworthia 

Shuttleworthia 
eworthia. 

Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Bradyrhizobium 
Bradyrhizobium 

zobiaceae; 


Desulfacinum 
Desulfacinum 


Syntrophobacteraceae; 


Enterococcus avium 


6 Enterococcus avium Bacteria; 


Clostridium 

Clostridium 
stridium. 

Clostridium 

932385 Clostridium 
ae; Clostridium. 

Enterococcus 

Enterococcus 


Shewanella algae 


53 Shewanella algae Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Pseudomonas 
monas psychrophila 

Pseudomonas. 

Mogibacterium pumilum 
pumilum Bacteria; 

Mogibacterium. 

Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Xanthomonas arboricola 


1311542 1313043 Xanthomonas arboricola 


247044 Bacteria_16S 


hafniense strain 
DCB-2 Bacteria; F 


247044 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


247044 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


strain 08145 16S 
Proteobacteria; G 


1341374 1341473 1 101 


DCB-2 16S ribosomal RNA, partial sequence 
Clostridiales; 


irmicutes; Clostridia; 


1364063 1364162 1 101 


gi 


gi 


16S ribosomal RNA, partial sequence 


irmicutes; Clostridia; 


1365509 1365592 17 101 


in X14 16S ribosomal RNA, partial sequence 13648 
acteria; Alphaproteobacteria; Rhizobiales; 
247044 Bacteria_16S 


1382253 1382352 1 101 
ribosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; 


247044 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


247044 Bacteria_16S 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


247044 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; 


ATCC 49176 strain 
ATCC 49176 Bacter 


247044 Bacteria_16S 


strain KMM 227 16 
Proteobacteria; G 


faecalis strain g 
Bacteria; Proteob 


strain LMG 21727 
Firmicutes; Lacto 


decolorationis st 


decolorationis Bacteria; 


Shewanella. 


247044 Bacteria_16S 


Firmicutes; 
247044 Bacteria_16S 


bacillales; 
247044 Bacteria_16S 


1429111 14292101 
in USAM 3C 
eria; 


101 
Proteobacteria; 


1447611 1447710 1 101 


P9a-h 16S ribosomal RNA, partial sequence 


tes; Clostridia; Clostridiales; 


1491417 1491516 1 101 
Clostridia; 
1510959 1511058 1 101 
GIFU 12707 16S ribosomal RNA, 
ia; Firmicutes; 


1547336 1547435 1 101 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
247044 Bacteria_16S 


1572664 1572747 17 101 


1587970 1588069 1 101 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococcus 


Enterococcaceae; 
1608022 1608121 1 


101 
Proteobacteria; 


1846889 1846988 1 101 


Clostridiales; 


gi 
gi 
13 


gi 


16S ribosomal RNA, partial 
Gammaproteobacteria; 


gi 


gi 


M1 16S ribosomal RNA, partial sequence 


Clostridiales; Clostridiace 


gi 


complete 
Lactobacillales; Aerococcaceae; 


gi 
15 


gi 


c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 
247044 Bacteria_16S 


gi 


gi 


rain S12 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alt 


gi 


livingstonensis strain NF22 16S ribosomal RNA, partial 


livingstonensis B 
Shewanella. 


247044 Bacteria_16S 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


haemolytica Bacte 
Thermomonas. 


247044 Bacteria_16S 


strain DSM 5651 1 


acteria; 


ria; 


Proteobacteria; 
1849970 1850069 1 101 
Proteobacteria; 


1895844 1895943 1 101 


Gammaproteobacteria; Al 


gi 


gi 


6S ribosomal RNA, partial sequence 1895145 18966 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


247044 Bacteria_16S 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Lactobacillales; Aerococcaceae; 
247044 Bacteria_16S 
strain 63 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


247044 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


strain K9951 16S 
Proteobacteria; 


acetigenes strain 
Bacteria; 
Sporanaerobacter. 


247044 Bacteria_16S 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 22904 
Clostridia; Clostridiales; Lachnospiraceae; 


Firmicutes; 


ribosomal RNA, partial sequence 
lales; 
247044 Bacteria_16S 

ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
247044 Bacteria_16S 


2040045 2040144 1 101 
Firmicutes; 


2092179 2092278 1 101 


2095277 2095376 1 101 


Bacillaceae; Bacillus. 


2187702 2187801 1 101 


2254428 2254527 1 101 


Lup33 16S ribosomal RNA, partial sequence 22537 
Firmicutes; 


Clostridia; Clostridiales; 


2289663 2289762 1 101 


247044 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


2301561 2301644 17 101 


gi 


gi 


2091488 20930 
Shewanellac 


gi 


2094597 20961 


gi 


2187032 21885 


gi 


gi 


gi 


Idiomarinac 


Idiomarinac 


228721140 
13406 


228719063 
13634 


228719040 
228717104 
81574 13830 
224581439 


sequence 


224581422 
14469 


Clostridiales Family 


219846902 
14907 


219846273 
sequence 


219857260 
46665 15481 


219857383 
15720 


219878486 


219878471 


219878304 
sequence 

219878302 
Xantho: 
219878267 


Desulfoba 
219878168 


219878128 


219878125 


219857607 


219857563 


Clostridiales Family 


219857539 


Peptococcaceae; 


Ruminococcaceae; 


Bradyrhizobiaceae; Ni 


Xanthomonadales; 


Bradyrhizobiaceae; Rh 


ref |NR_027603.1 
74 1342203 Desulf 
Desulfitob 
ref|NR_027579.1 
15 1364816 Rumino 
Ruminococ 
ref|NR_027578.1 
67 1366328 Nitrob 
ref|NR_027560.1 
eae; Idiomarina. 
ref|NR_027221.1 

1428427 142992 
Xant 


ref|NR_027203.1 
32 1448409 Mogiba 
XIII. Incer 


ref|NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref|NR_024891.1 


eae; Idiomarina. 
ref|NR_024971.1 
32 1573475 Rhodop 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025610.1 
1607365 160881 
eromonadales; 


ref |NR_025443.1 
1846218 184771 


ref|NR_025441.1 
1849299 185079 
monadales; 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025307.1 
2039358 204086 
Dolosicoccus. 
ref |NR_025267.1 


Shewanella. 
NR_025264.1 


eae; 
ref 


ref |NR_025196.1 


ref |NR_025151.1 
XI. 


ref |NR_025127.1 


219857529 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Nitrobacter 
acter hamburgensis X14 
trobacter. 

Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Mogibacterium 
cterium neglectum 


tae Sedis; 


Clostridium 
idium saccharolyticum 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Enterococcus italicus 


italicus Bacteria; 


Shewanella 
2 Shewanella 


Shewanellaceae; 


Shewanella 
2 Shewanella 


teromonadales; Shewanellaceae; 


Thermomonas 
8 Thermomonas 


Xanthomonadaceae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Dolosicoccus 
7 Dolosicoccus 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Sporanaerobacter 


47 2255269 Sporanaerobacter acetigenes 
Incertae Sedis; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 
Lachnobacterium. 


ref |NR_025117.1 


Afipia birgiae strain 


2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 


247044 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


247044 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


247044 Bacteria_16S 


strain AN1 16S ri 


2430534 2430633 1 


Firmicutes; 
2528898 2528997 1 


ammaproteobacteria; Pseudomonadales; P 


2567963 2568046 17 


bosomal RNA, partial sequence 


ain CIN1 16S ribosomal RNA, partial sequ 
teria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 
247044 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


247044 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


247044 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


247044 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


247044 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


247044 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


247044 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


247044 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


247044 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


247044 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


247044 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


247044 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


ria; 


247044 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


247044 Bacteria_16S 


caldus strain KU 


Proteobacteria; G 


247044 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


ia; 


247044 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


247044 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


247044 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


tes; 


247044 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


247044 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


tes; 


247044 Bacteria_16S 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 


kuznetsovii DSM 6115 Bacteria; 


s Bacteria; 


ridia; 


Firmicutes; 


ridiales; 


2569445 2569528 17 


ain SPL77A 16S ribosomal RNA, partial 
teria; 


Firmicutes; 
2572535 2572634 1 


s strain SR3 16S ribosomal RNA, partia 
Firmicutes; 


2589488 2589587 1 


16S ribosomal RNA, partial sequence 
bacillales; 


2591067 2591166 1 


16S ribosomal RNA, partial sequence 
bacillales; 


2592641 2592740 1 


16S ribosomal RNA, partial sequence 
bacillales; 


2607983 2608082 1 


ain NAG-2N-126 16S ribosomal RNA, part 
teria; 


Proteobacteria; 
2794851 2794950 1 


rain SAGM1 16S ribosomal RNA, partial 
cteria; 


Firmicutes; 
2846345 2846444 1 


7 16S ribosomal RNA, partial sequence 
Clostridiales Fami 


Clostridiales; 
2857244 2857343 1 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomona 


2858783 2858882 1 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomona 


2860299 2860382 17 


a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaproteob 


2921752 2921851 1 


Firmicutes; 
2933689 2933788 1 


IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


2997448 2997547 1 


3024716 3024815 1 


3032298 3032397 1 


3035362 3035445 17 


bosomal RNA, partial sequence 
ridia; 


Clostridiales; 
3049123 3049222 1 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


3101715 3101814 1 


ribosomal RNA, partial sequence 
ridia; 


Clostridiales; 
3154447 3154546 1 


Clostridia; 
3156035 3156134 1 


Enterococcaceae; 


Enterococcaceae; 


Enterococcaceae; 


Firmicutes; 


101 gi 


101 gi 


101 gi 


ar 


101 gi 


Clostridi 
101 gi 


al 


se 
a; 
101 gi 
Ss; 
101 gi 
Enteroc 


101 gi 


Clostridium. 
101 gi|219846899|ref|NR_026491.1 
3034695 30361 


SM 765 16S ribosomal RNA, partial sequen 


Clostridia; 


dales; 


219856885 
28581 


dales; 


219856884 
tial sequenc 
acteria; 
219856842 
n GA195 16S ribosomal RNA, partial seque 
Clostridia; 


nce 
es; 


quence 


219846925 
16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillale 


ence 


Clostridiales; 


ly XIII. 
219856886 
28565 


Eubacter 
219856834 


Alteromonadales; 


Acidith 
219846907 
1789-79 16S ribosomal RNA, partial sequ 
Lactobacillales; occaceae; 
219846901 
somal RNA, partial sequence 3031628 3033115 Clost 
Clostridiaceae; 


Incertae Sedis 


ref 


Xx 
ref 


P 
ref 
e 28596 
Rhizobiales; B 
ref 

2921059 29225 
iaceae; Eub 
ref el 
2933018 29344 
Alter 


ref 


iobacillaceae; 
ref Ea 
3024035 30254 
; Enterococcus. 


ref 
ridium indolis 


Clostridiaceae; Clostridium. 
101 gi| 219846889 |ref|NR_026481.1 
3048454 3049838 Eremo 
Eremococcus. 
101 gi|219846854|ref|NR_026446.1 
3101054 31025 
Clostridiaceae; Tindallia. 
101 gi|219846819|ref|NR_026411.1 
ce 3153764 3155274 Desul 
Clostridiales; Peptococcaceae; Desulfosporosin 
101 gi|219846818|ref|NR_026410.1 


NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
NR_024703.1 


NR_024661.1 


NR_024653.1 


NR_026517.1 
42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 

NR_026499.1 


NR_026493.1 


, 


7 
r 


6 
a 


8 
oO 


5 


B 


Cc 


£ 
u 


101 gi|219857437|ref|NR_025025.1| Papillibacter 
ence 2429869 2431359 Papillibacter 
Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 
101 gi|219857358|ref|NR_024946.1| Pseudomonas fragi 
16S ribosomal RNA, partial sequence 2528225 2529682 Pseudomonas fragi Bacteria; 
seudomonadaceae; Pseudomonas. 
101 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
2567339 2568717 Nitrobacter alkalicus Bacteria; 
izobiaceae; Nitrobacter. 
101 gi| 219857288 |ref|NR_024919.1| Clostridium 
sequence 2568768 2570248 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
101 gi|219857286|ref|NR_024917.1| Clostridium 
1 sequence 2571864 2573377 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
101 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
2588800 2590328 Enterococcus mundtii Bacteria; 
Enterococcus. 
101 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
2590379 2591887 Enterococcus cecorum Bacteria; 
Enterococcus. 
101 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
2591938 2593451 Enterococcus dispar Bacteria; 
Enterococcus. 
101 gi|219857263|ref|NR_024894.1| Neptunomonas 
ial sequence 2607312 2608777 Neptunomonas 
Gammaproteobacteria; Oceanospirillales; Neptunomonas. 
101 gi|219857120|ref|NR_024748.1]| Alkaliphilus 
sequence 2794179 2795571 Alkaliphilus 
Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 
101 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
2845666 2847142 Mogibacterium vescum Bacteria; 


Mogibacterium. 
Pseudomonas cissicola 

monas cissicola 

Xanthomonas. 
Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 
Eubacterium 

6 Eubacterium 

cterium. 
Marinobacterium 

0 Marinobacterium 

monadaceae; 


Acidithiobacillus 
Enterococcus 
9 Enterococcus 


Clostridium indolis 
acteria; Firmicutes; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Eremococcus coleocola 
occus coleocola 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Desulfotomaculum 


3155325 3156901 Desulfotomaculum 


Peptococcaceae; 


Desulfotomaculum. 


247044 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


ia; 
247044 Bacteria_16S 


3157625 31577241 
DSM 40 
Firmicutes; 

3183361 3183460 1 


24 16S ribosomal RNA, partial s 
Clostridia; 


101 gi| 219846817 |ref|NR_026409.1 
equence 3156952 315844 

Clostridiales; Lachnospiraceae. 

101 gi|219846799|ref|NR_026391.1 


Desulfotomaculum 
6 Desulfotomaculum 


Xanthomonas codiaei 


strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

247044 Bacteria_16S 3184913 3185012 1 101 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

247044 Bacteria_16S 3186465 3186564 1 101 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

247044 Bacteria_16S 3188017 3188116 1 101 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

247044 Bacteria_16S 3191121 31912201 101 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

247044 Bacteria_16S 3192673 3192772 1 101 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

247044 Bacteria_16S 3195775 3195874 1 101 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

247044 Bacteria_16S 3248647 3248730 17 101 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 3284805 3284904 1 101 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

247044 Bacteria_16S 3289315 3289414 1 101 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

247044 Bacteria_16S 3293944 3294043 1 101 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

247044 Bacteria_16S 3301589 3301688 1 101 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 

247044 Bacteria_16S 3483111 3483194 17 101 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 3531718 3531801 17 101 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

247044 Bacteria_16S 3533164 3533247 17 101 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

247044 Bacteria_16S 3594364 3594463 1 101 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 3595902 3596001 1 101 gi|219846511|ref|NR_026103.1| Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 3598983 3599082 1 101 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 3633640 3633739 1 101 gi|219846483|ref|NR_026075.1| Anaerobiospirillum 
succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

247044 Bacteria_16S 3659652 3659751 1 101 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
247044 Bacteria_16S 3685496 3685595 1 101 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
247044 Bacteria_16S 3764698 3764797 1 101 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
247044 Bacteria_16S 3776711 3776810 1 101 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 


norvegica strain A8444 16S ribosomal RNA, partial sequence 


3775978 3777536 Thermodesulforhabdus norvegica 


Bacteria; Proteobacteria; Deltaproteobacteria; 


Thermodesulforhabdus. 


247044 Bacteria_16S 


Bacteria; 


Firmicutes; 
247044 Bacteria_16S 

oligotrophica str 
oligotrophica Bac 
247044 Bacteria_16S 
strain R22 16S ri 
Proteobacteria; 


Marinobacter. 


247044 Bacteria_16S 
strain HY-35-12 1 
Clost 
247044 Bacteria_16S 
velocicrescens st 
velocicrescens Ba 
247044 Bacteria_16S 
lampyridicola str 
lampyridicola Bac 


Firmicutes; 


247044 Bacteria_16S 
strain TABS-2 16S 
Tenericutes; Moll 
247044 Bacteria_16S 


strain AES-1 16S 


Tenericutes; Moll 
247044 Bacteria_16S 
strain EC-1 16S r 
Tenericutes; Moll 
247044 Bacteria_16S 
strain CCH 16S ri 
Tenericutes; Moll 
247044 Bacteria_16S 


thalassicus strai 


thalassicus Bacte 
247044 Bacteria_16S 


strain 34633 16S 


247044 Bacteria_16S 


G 
247044 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 


Syntrophobacterales; 


Syntrophobacteraceae; 


3831375 3831474 1 101 gi|219846341|ref|NR_025931.1| Ruminococcus 

flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 

Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

3912182 3912265 17 101 gi|219846286|ref|NR_025876.1] Agromonas 
ain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
teria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 

4010281 4010380 1 101 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
bosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

4020847 4020946 1 101 gi|219846209|ref|NR_025799.1| Marinobacter 

SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

4025351 4025450 1 101 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
6S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

4135858 4135957 1 101 gi|219846123|ref|NR_025713.1| Spiroplasma 
rain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
cteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4146818 4146917 1 101 gi|219846116|ref|NR_025706.1| Spiroplasma 
ain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4149948 4150047 1 101 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4154497 4154596 1 101 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4156062 4156161 1 101 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4159194 4159293 1 101 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
bosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4183636 4183735 1 101 gi|219846088|ref|NR_025678.1| Tepidibacter 
n SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
ria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

4223036 4223119 17 101 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

4230585 4230684 1 101 gi|219846048|ref|NR_025638.1| Desulfotomaculum 

ubsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 


thermobenzoicum s 


Desulfotomaculum thermobenzoicum subsp. 
Clostridiales; 


247044 Bacteria_16S 102126 102212 14 101 gi| 265678995 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequen 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillace 
Aneurinibacillus. 

247044 Bacteria_16S 199688 199774 14 101 gi| 265678930 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Pelobacter. 

247044 Bacteria_16S 321403 321489 14 101 gi| 265678846 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; 
247044 Bacteria_16S 347642 347728 14 101 gi| 265678826 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequen 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
247044 Bacteria_16S 526315 526401 14 101 gi| 265678701 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxyb 
247044 Bacteria_16S 532371 532457 14 101 gi| 265678697 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 53318 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

247044 Bacteria_16S 678153 678239 14 101 gi| 265678597 
strain SCII24 16S ribosomal RNA, partial sequence 677507 67890 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
247044 Bacteria_16S 


Pe 


ptococcaceae; Desulfotomaculum. 


679598 679684 14 101 


llaceae; O 


ref 


chro 


gi| 265678596 


grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


4 Ochrobactrum 


NR_028902.1 


bactrum. 


ref 


NR_028901.1 


thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


ref |NR_029303.1| Aneurinibacillus 
ce 101441 102925 Aneurinibacillus 
ae; Aneurinibacillus group; 
ref|NR_029238.1] Pelobacter 
198985 200521 Pelobacter 
furomonadales; Pelobacteraceae; 
ref|NR_029151.1| Bacillus 
320691 322234 Bacillus 
Bacillus. 
ref|NR_029131.1| Brevibacillus 
ce 346943 348361 Brevibacillus 
Brevibacillus. 
ref|NR_029006.1| Anoxybacillus 
525601 527141 Anoxybacillus 
acillus. 
ref|NR_029002.1| Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Ochrobactrum tritici 
tritici Bacteria; 


Ochrobactrum 


678955 680426 Ochrobactrum 


247044 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


247044 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


247044 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


strain Kl 16S rib 
Proteobacteria; D 


247044 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


247044 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


247044 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


247044 Bacteria_16S 


strain JCM 21370 


688595 688693 2 101 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; 
798887 798973 14 101 
ribosomal RNA, partial sequence 


gi 


853529 853627 2 101 gi 


eria; Proteobacteria; 


858225 858323 2 101 gi 


859792 859878 14 

osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
906839 906937 2 101 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


2 1 gi 


923957 924055 2 101 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
957965 958051 14 101 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
1070834 1070932 2 101 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


247044 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 


metallireducens s 
metallireducens B 


247044 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


247044 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


247044 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


247044 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


247044 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


247044 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


247044 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


247044 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


247044 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


247044 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


247044 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


247044 Bacteria_16S 


1081170 1081256 14 101 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1244613 1244699 14 101 


gi 


gi 


acteria; Firmicutes; Clostridia; Clost 
1255036 1255122 14 101 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1554812 1554898 14 101 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1636702 1636788 14 101 gi 
omal RNA, partial sequence 
laceae; Bacillus. 

1638193 1638279 14 
omal RNA, partial sequence 
laceae; Bacillus. 

1656470 1656556 14 101 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1661119 1661205 14 101 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1828466 1828552 14 101 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1894267 1894365 2 101 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


101 gi 


1945700 1945786 14 101 gi 


Deltaproteobacte 
798207 79971 
pelotrichi; Erysipelotrichales; Erysip 
247044 Bacteria_16S 


in Mb1Pa 16S ribosomal RNA, partial se 
Deltaproteobacte 


Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
247044 Bacteria_16S 
859076 86059 


16S ribosomal RNA, partial sequence 1070184 10716 


1080469 10819 


1636012 1637452 Bacil 


1637503 1638932 Bacil 


16S ribosomal RNA, partial sequence 1945009 19464 


265678590 
equence 

ria; Desul 
265678513 


elotrichac 
265678477 
quence 

ria; Desul 


265678473 
ce 85752 
ibrionales 
265678472 


219857537 
1 sequence 
ridiales; 
219857194 
sequence 
llaceae; B 
219857209 
nce 15541 
illus. 
219878452 


219878451 


219878437 
sequence 
eria; Rhiz 
219878434 
sequence 
ccaceae; P 
219878317 
quence 

a; Rhodoba 
219878268 
equence 

a; Desulfo 


219878231 


fobacterales; De 
ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 


ref|NR_028775.1 


ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_024837.1 
24 1555535 Anoxyb 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025573.1 

1660434 166191 
aenisporosarcin 
ref|NR_025456.1 
1827843 182926 
cterales; Hyphom 
ref|NR_025407.1 
1893578 189509 
vibrionales; Des 


ref|NR_025370.1 


ref|NR_025349.1 
73 1978275 Desulf 
Desulfomicrobi 
ref |NR_025343.1 

1986193 198770 


ccales; Cystobac 


v 


lales; Bacillaceae; Bacillus. 

1977463 1977561 2 101 gi| 219878210 
-9 16S ribosomal RNA, partial sequence 19767 
acteria; Deltaproteobacteria; Desulfovibrionales; 

1986887 1986985 2 101 gi| 219878204 
n Cb fel8 16S ribosomal RNA, complete sequence 
ria; Proteobacteria; Deltaproteobacteria; Myxoco 
Cystobacter. 

2163325 2163423 2 101 gi| 219857626 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 


a. 


ref|NR_028895.1| Desulfobacterium 
687908 689408 Desulfobacterium 
fobacterales; Desulfobulbaceae. 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_028780.1] Desulforegula 
852834 854357 Desulforegula 


sulfobacteraceae; 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 

Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


; Geobacteraceae; Geobacter. 
265678440 |ref|NR_028742.1| Desulforhopalus 
al sequence 906169 907666 Desulforhopalus 
eria; Desulfobacterales; Desulfobulbaceae; 
265678429|ref|NR_028731.1| Desulfofrigus 
nce 923249 924771 Desulfofrigus oceanense 
acterales; Desulfobacteraceae; Desulfofrigus. 
265678406 |ref|NR_028708.1| Geobacillus 
ial sequence 957258 958773 Geobacillus 
cillaceae; Geobacillus. 
265678330|ref|NR_028632.1| Tistrella mobilis 
36 Tistrella mobilis Bacteria; 
Rhodospirillaceae; Tistrella. 
265678322|ref|NR_028624.1| Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 

Brevibacillus 
5 Brevibacillus 


Anoxybacillus 
acillus ayderensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Sporosarcina 
6 Paenisporosarcina 


Oceanicaulis 
6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Cystobacter 

9 Cystobacter 

terineae; 


ref|NR_025215.1 
2162629 216416 


Desulfovibrio 
3 Desulfovibrio 


hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


247044 Bacteria_16S 
train SL6 16S ribosomal RNA, partial s 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


247044 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


247044 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


247044 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


247044 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


247044 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


247044 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


247044 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


247044 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


247044 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


247044 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


247044 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


247044 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


strain N2 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
247044 Bacteria_16S 
in KMS2 16S ribosomal RNA, partial seq 
Deltaproteobacte 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


247044 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


247044 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial s 
Clostridia 


fimetarium strain 
fimetarium Bacter 


247044 Bacteria_16S 
n RHM5 16S ribosomal RNA, partial sequ 
Lachno 


lentocellum strai 
Bacteria; Firmicu 


247044 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


strain CNS 2-75 1 
Proteobacteria; A 


247044 Bacteria_16S 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


palmitatis strain 
Bacteria; Proteob 


2262187 2262270 2 85 
acteria; 
erium. 

2266840 2266926 14 101 
ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
2312293 2312379 14 101 
in 34 16S ribosomal RNA, partial 
tes; Bacillales; Bacillaceae; Ge 
2398560 2398646 14 101 
SW28 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; 
2615754 2615840 14 101 
16S ribosomal RNA, partial seque 
ridia; Clostridiales; Clostridia 
2697189 2697275 14 101 
rain TH13 16S ribosomal RNA, par 
cteria; Firmicutes; Bacillales; 
2787522 2787580 42 101 
CP-1 16S ribosomal RNA, partial 
tes; Bacillales; Alicyclobacilla 
2872760 2872846 14 101 
6S ribosomal RNA, partial sequen 
lales; Bacillaceae; Bacillus. 
2998990 2999076 14 101 
in DSM 2641 16S ribosomal RNA, 
eria; Firmicutes; Bacillales; 
3002130 3002216 14 101 
n BT2 16S ribosomal RNA, partial 
tes; Bacillales; 
3033832 3033918 14 


Thermodesulfobacteria; 


Pp 


101 
cteria; Firmicutes; Clostridia; 
3036882 3036968 14 101 
in DSM 1292 16S ribosomal RNA, 
eria; Firmicutes; Clostridia; 
3043002 3043100 2 101 
ibosomal RNA, partial sequence 


Pp 


3107726 3107812 14 
osomal RNA, 


101 
complete sequence 


3151354 3151452 2 101 


eria; Proteobacteria; 
3238076 3238174 2 101 
PerGlyS 16S ribosomal RNA, comp 
ia; Proteobacteria; 
3277222 3277308 14 101 


Firmicutes; Clostridia; 
3597443 3597529 14 


ia; 
101 
tes; Clostridia; Clostridiales; 
3632189 3632275 14 101 
ibosomal RNA, partial sequence 


3683946 3684032 14 101 


lphaproteobacteria; Rhizobiales; 


3773632 3773718 14 101 


247044 Bacteria_16S 


strain BN 126 16S 


3940709 3940795 14 101 
ribosomal RNA, partial sequence 


Bacillac 
Paenibacillaceae; 
rain HC-1 16S ribosomal RNA, partial s 
Clostr 


Clostrid 


eltaproteobacteria; Desulfovibrionales 
247044 Bacteria_16S 


Deltaproteobacteri 


eltaproteobacteria; Desulfuromonadales 
247044 Bacteria_16S 
6S ribosomal RNA, partial sequence 3683303 36847 


219857558 
equence 
desulfobac 


gi 
Thermo 


gi|219857555 
2266147 22676 


219857521 
nce 23115 
lus. 
219857461 
nce 23978 
Sporosarcina. 
gi| 219857255 
nce 2615060 26165 
les Family XII. 
gi| 219857190 
tial sequence 
Bacillaceae; Ano 
gi|219857125 
sequence 27867 
ceae; Alicycloba 
gi| 219856876 
ce 2872057 28735 


gi 
seque 
obacil 
gi 
seque 


219846924 
sequence 
eae; Anoxy. 
219846922 
nce 30014 
vibacillus 
219846900 
equence 
idiales; C 
219846898 
sequence 
iales; Clo 
gi|219846894 
3042319 30437 
; Desulfov 
gi| 219846850 
3107102 31085 
hodobacter 
219846821 
uence 
ria; 


gi 
artial 


gi 
seque 
Bre 


gi 


gi 
artial 


gi 
Desul 


219846762 
equence 
a; Desulfo 


gi 
lete s 


219846736 
equence 
les; Eubac 
219846509 
ence 35967 
spiraceae; 
gi|219846484 
3631486 36329 
; Geobacte 
219846448 


gi 


gi 


gi 


Bruce 
gi 


llaceae; O 
219846382 
ence 37729 
omonadales 
219846265 


ref|NR_025146.1 
2261503 226299 
teriales; 


ref|NR_025143.1 


ref|NR_025109.1 
80 2313074 Geobac 


ref|NR_025049.1 
69 2399376 Sporos 
ref |NR_024886.1 
Incertae Sedis; 
ref|NR_024818.1 

2696496 269800 
xybacillus. 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024695.1 


ref |NR_026516.1 
2998293 299981 
bacillus. 
ref |NR_026514.1 
33 3002946 Brevib 
ref |NR_026492.1 
3033166 303464 
lostridiaceae; C 
ref |NR_026490.1 
3036217 303768 
stridiaceae; Clo 
ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026442.1 


acea 
ref 


e; Rhodovulu 
NR_026413.1 
150676 315218 
fovibrionales; D 


Ww 


ref|NR_026354.1 
3237371 323891 
bacterales; Desu 


ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026076.1 


raceae; Geobacte 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 


gi 


Thermo 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Sporosarcina 
arcina aquimarina 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Anoxybacillus 
1 Anoxybacillus 


Alicyclobacillus 
lobacillus herbarius 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Brevibacillus 
acillus thermoruber 


Clostridium 
4 Clostridium 
lostridium. 

Clostridium 
6 Clostridium 
stridium. 

Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 

Desulfovibrio 

4 Desulfovibrio 
esulfovibrionaceae; 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Acetobacterium 

3 Acetobacterium 
bacterium. 
Clostridium 

idium lentocellum 

m. 

Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


r, 
Ochrobactrum anthropi 


anthropi Bacteria; 


Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Rhodobium marinum 


ref|NR_025855.1 


3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 


247044 Bacteria_16S 
WS 68 16S ribosomal RNA, partial sequence 39698 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
247044 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


strain GS5-97 16S 
Firmicutes; 


vulcanalis strain 
Bacteria; Firmicu 


ehimensis strain 


Chlorobium. 


247044 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


247044 Bacteria_16S 
strain ME102 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
247044 Bacteria_16S 
strain BG29 16S ribosomal RNA, partial sequence 
Clostridia; 
247044 Bacteria_16S 


Firmicutes; 


strain MKT 106 16 
Proteobacteria; G 


thiophila strain 
Bacteria; Proteob 


strain LMG 690 16 
Proteobacteria; G 


formicigenes stra 


formicigenes Bacteria; 
247044 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


strain ATCC 35185 
Bacteria; Firmicu 


247044 Bacteria_16S 
in ATCC 33883 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


strain DSM 2665 1 


californiensis st 
californiensis Ba 


247044 Bacteria_16S 
n DSM 3223 16S ribosomal RNA, partial 
Clostridia; 


sapomandens strai 
sapomandens Bacte 


247044 Bacteria_16S 


strain SCH-89 16S 


strain VP-5 16S r 


Firmicutes; Clost 


247044 Bacteria_16S 


Bacillales; 
247044 Bacteria_16S 


3970426 3970524 2 
3993802 3993888 14 
Bacillaceae; 


4048273 4048331 42 


4198741 4198827 14 


101 


101 


ribosomal RNA, partial sequence 
Geobacillus. 


101 


101 


gi 


gi 


3993148 39945 


gi 


CsHg2 16S ribosomal RNA, partial sequence 40475 
tes; Bacillales; Alicyclobacillaceae; 
247044 Bacteria_16S 


gi 


219846245 


219846229 


219846188 


Alicycloba 
219846076 


ref|NR_025835.1 


ref |NR_025819.1 


ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025666.1 


Paenibacillac 
101 gi 


Firmicutes; 
74963 


Bacillales; 
75012 51 
Chlorobial 


Chlorobi; Chlorobia; 


KCTC 3748 16S ribosomal RNA, partial sequence 
ehimensis Bacteria; 
247044 Bacteria_16S 
phaeovibrioides strain 2631 16S ribosomal RNA, partial 
phaeovibrioides Bacteria; 


265679014 
sequence 7 


rs 


eae; 
ref 


es; 


Chlorobiaceae; 


198059 41995 


Paenibacillus. 
NR_029322.1 


4295 75601 


Chlor 


1 


423583 423682 1 


lales; Bacillaceae; 


1861966 1862051 15 


2337819 2337918 1 


Clostridiales; 
2740915 2741000 15 


3160678 3160763 15 


3189569 3189668 1 


417452 417552 1 
Firmicutes; 
1011559 1011658 1 
1524444 15245441 


tes; Clostridia; 


2013074 2013158 16 


2014534 2014618 16 


2237690 22377901 


cteria; Firmicutes; 
2429067 2429166 1 


Firmicutes; 
2536473 2536557 16 


ria; 


2539236 2539320 16 


2540566 2540650 16 


2541971 2542055 16 


2598761 2598860 1 


ridia; Clostridiales; 
3292393 3292491 2 


bosomal RNA, partial sequence 
Bacillus. 


Clostridia; 


Clostridia; 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
247044 Bacteria_16S 
strain MHS-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
247044 Bacteria_16S 
strain MHS-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
247044 Bacteria_16S 
strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 25994 
Peptococcaceae; 


101 


101 


101 


101 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 
247044 Bacteria_16S 


101 


101 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
247044 Bacteria_16S 


101 


101 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
247044 Bacteria_16S 


102 


101 


101 


101 


101 


101 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
247044 Bacteria_16S 


101 


101 


101 


101 


101 


strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


gi 


422881 42442 


gi 


1861284 18627 


gi 


2337153 23386 
Heliobacteriaceae; 


gi 


2740223 27416 


gi 


NZ27 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfuromonadales 
247044 Bacteria_16S 


gi 


3188896 31903 


gi 


in DV1184 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


1010904 10123 
Shewanellac 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


gi 


gi 


6S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
247044 Bacteria_16S 


gi 


rain APO 16S ribosomal RNA, partial sequence 
Clostridiales; C 


gi 


Clostridiales; 


gi 


2535834 25371 


gi 


2538597 25399 


gi 


2539981 25412 


gi 


2541332 25426 


gi 


gi 


265678772 


219878293 


Oleiphila 
219857503 


Helioba 


219857160 


219846815 
31599 


219846795 


265678776 


Pep 
265678370 


219857527 
15237 


219878187 
sequenc 
Rhodo 
219878186 


219857574 


219857438 
sequence 
Pept 
219857353 


219857351 


219857350 


219857349 


219857269 


Desulfotom 


ref|NR_029077.1 


ref |NR_025432.1 
ceae; Oleiphilus 
ref|NR_025091.1 


cterium. 
ref |NR_024788.1 


ref|NR_026407.1 
80 3161460 Desulf 
ref|NR_026387.1 
aceae; Xanthomon 
ref|NR_029081.1 

416856 418235 
tostreptococcace 
ref|NR_028672.1 


eae; Shewanella. 
ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 


ceae; 
ref|NR_025162.1 
2237029 223848 
lostridiaceae; T 
ref |NR_025026.1 
2428395 242981 
ococcaceae; Desu 
ref|NR_024941.1 


ceae; Hyphomonas 
ref |NR_024939.1 


ceae; 
ref|NR_024938.1 


ceae; 
ref |NR_024937.1 


ceae; 
ref |NR_024900.1 


aculum. 


219846726 


; Desulfuromonadaceae; 


Rhodothalassium 


17 3971134 Rhodothalassium salexigens 


Rhodothalassium. 
Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Alicyclobacillus 
lobacillus vulcanalis 


Paenibacillus 
0 Paenibacillus 


Chlorobium 
Chlorobium 


obium/Pelodictyon group; 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 
aceae; Agarivorans. 


Desulfuromonas 
uromonas thiophila 
Desulfuromonas. 
Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Tepidibacter 
Tepidibacter 

ae; Tepidibacter. 
Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Selenomonas sputigena 
monas sputigena 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Hyphomonas. 


Tindallia 

3 Tindallia 

indallia. 
Desulfotomaculum 

8 Desulfotomaculum 

1lfotomaculum. 
Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Hyphomonas. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


ref|NR_026318.1 


Xanthomonas fragariae 


3291719 3293220 Xanthomonas fragariae Bacteria; 


247044 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


247044 Bacteria_16S 


strain DSM 1785 1 


3446568 3446667 1 


Clostridiales; 


3501317 3501402 17 
6S ribosomal RNA, partial sequence 3500724 35020 


101 gi 


6S ribosomal RNA, partial sequence 3445905 34473 
ridia; 


Clostridiaceae; 
101 gi 


219846612|ref|NR_026204.1| Clostridium viride 
86 Clostridium viride Bacteria; 

Clostridium. 
219846575|ref|NR_026167.1| Clostridium celatum 


49 Clostridium celatum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 3709578 3709678 1 102 gi|219846430|ref|NR_026021.1| Prosthecobacter 
dejongeii strain FC1 16S ribosomal RNA, partial sequence 3708907 3710374 Prosthecobacter dejongeii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
247044 Bacteria_16S 4078333 4078433 1 102 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

247044 Bacteria_16S 76338 76387 51 101 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

247044 Bacteria_16S 79186 79285 1 101 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

247044 Bacteria_16S 80688 80787 1 101 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

247044 Bacteria_16S 105147 105246 1 101 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
247044 Bacteria_16S 184342 184441 1 101 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 332350 332449 1 101 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

247044 Bacteria_16S 363869 363952 17 101 gi| 265678812 |ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
247044 Bacteria_16S 375802 375901 1 101 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

247044 Bacteria_16S 394249 394348 1 101 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

247044 Bacteria_16S 432897 432996 1 101 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 


Bacteria; Firmicu 


tes; 


247044 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


247044 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


eria; 


247044 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


247044 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


247044 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


247044 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


247044 Bacteria_16S 


strain 3wWC2 16S r 
Firmicutes; Clost 


247044 Bacteria_16S 


strain Z 4493 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


Bacillales; 
434463 434562 1 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


459034 459133 1 
Proteobacteria; 


471131 471230 1 


S ribosomal RNA, partial sequence 


474284 474383 1 


Firmicutes; 
492700 492799 1 


bosomal RNA, partial sequence 


Clostridiales; 
632530 632629 1 


Clostridiales; 


Paenibacillaceae; 


101 gi 


in CFBP 4389 16S ribosomal RNA, partia 


ammaproteobacteria; Pseudomonadales; P 


rain JLB-1 16S ribosomal RNA, partial 
cteria; 


6S ribosomal RNA, partial sequence 557743 55923 
ammaproteobacteria; Pseudomonadales; P 
590022 590105 17 
ibosomal RNA, partial sequence 
ridia; 


101 gi 


Clostridiaceae; 
101 gi 


Eubacteriaceae; 


Pae 


433793 43528 


589361 59079 


nibacillus 
265678765 


ref|NR_029070.1| Shewanella gaetbuli 
9 Shewanella gaetbuli Bacteria; 


Shewanellaceae; Shewanella. 
101 gi|265678745|ref|NR_029050.1| Pseudomonas 
1 sequence 458401 459808 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
101 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
470446 471990 Pseudomonas lini Bacteria; 
seudomonadaceae; Pseudomonas. 
101 gi|265678735|ref|NR_029040.1| Enterococcus 
sequence 473588 475066 Enterococcus 
Lactobacillales; Enterococcaceae; Enterococcus. 
101 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 
492024 493535 Marinobacter sediminum Bacteria; 


ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

511087 511186 1 101 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
osomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
lales; Bacillaceae; Geobacillus. 

558410 558509 1 101 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 

ref|NR_028964.1| Clostridium colicanis 
5 Clostridium colicanis Bacteria; 
Clostridium. 
265678629 |ref 


seudomonad 
265678659 


NR_028934.1| Acetobacterium tundrae 


631874 633351 Acetobacterium tundrae Bacteria; 


Acetobacterium. 


247044 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


247044 Bacteria_16S 
s strain JAJ28 16S ribosomal RNA, part 
Proteobacteria; 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


247044 Bacteria_16S 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


strain 111-35 16S 
Firmicutes; Clost 


247044 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 


strain SW-45 16S 


Proteobacteria; G 


247044 Bacteria_16S 
in CFBP 5447 16S ribosomal RNA, partia 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


247044 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


strain IMT37 16S 


Proteobacteria; G 


247044 Bacteria_16S 


640211 640310 1 
ribosomal RNA, 


671980 672079 1 
s Bacteria; 


706448 706547 1 


763508 763607 1 


785099 785198 1 
eria; Proteobacteria; 


821726 821825 1 


824862 824945 17 


34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


247044 Bacteria_16S 


826364 826447 17 


34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


247044 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


247044 Bacteria_16S 
ain ALJD 16S ribosomal RNA, partial se 
Gammaproteobact 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


247044 Bacteria_16S 


855090 855170 5 


eae; Propionibacterium. 
902231 902330 1 


teria; Proteobacteria; 


905243 905342 1 


complete sequence 
ammaproteobacteria; Pseudomonadales; P 


101 gi 


101 gi 
Gammaprote 
101 gi 


101 gi 


101 gi 
Gammaproteobacte 
101 gi 


101 gi 


824212 825662 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


101 gi 


825713 827158 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


85 gi 


train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 


101 gi 


101 gi 


siderophilus strain SR4 16S ribosomal RNA, partial sequ 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoan 


Thermoanaerobacte 


247044 Bacteria_16S 
strain RE35F/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


247044 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


247044 Bacteria_16S 
ain SSM1 16S ribosomal RNA, partial se 


desulfuricans str 
desulfuricans Bac 


247044 Bacteria_16S 
ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


247044 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadacea 


strain Y 16S ribo 
Alphaproteobacter 


247044 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


247044 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


247044 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


247044 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


247044 Bacteria_16S 


Ks 
908347 908430 17 


939310 939409 1 
ribosomal RNA, 
ridia; Clostridiales; 
961009 961108 1 
16S ribosomal RNA, 


1058815 1058914 1 
teria; 


Deferribacteres; 
1075270 1075365 5 


dococcus. 
1084134 1084217 17 


Sphingomonadales; 
1087230 1087329 1 
1 RNA, complete sequence 
laceae; Bacillus. 
1237054 1237153 1 


ia; 


tes; Clostridia; 
1271680 1271779 1 
1 RNA partial sequence 
ia; Desulfobacterales; 


1292580 1292679 1 


icus Bacteria; 


1415217 1415316 1 


complete sequence 


101 gi 


101 gi 


101 gi 


complete sequence 
ammaproteobacteria; Pseudomonadales; P 


101 gi 
Deferribactera 
101 gi 


101 gi 


101 gi 
1086532 


101 gi 


n SYR1 16S ribosomal RNA, partial sequ 
Clostridiales; 


Lachno 
101 gi 


1271016 1272493 Desul 
Desulfobacterac 


101 gi 


icus strain VT8 16S ribosomal RNA, par 
Proteobacteria; 


Gammapr 


101 gi 


639529 64105 


705889 70720 


762839 76433 


821061 82256 


907717 90916 
Sphingomonadales; 


938639 94015 
Heliobacteriacea 


1088056 Bacil 


265678624 


seudomonad 
265678601 
ial sequen 
obacteria; 


265678578 


Dorea. 
265678537 


265678522 
1 sequence 
ria; Pseud 


265678498 


seudomonad 
265678496 


sea. 
265678495 


sea. 
265678475 
equence 

dae; Actin 


265678443 
quence 
eria; Chro 
265678441 
ence 90455 
aerobacter 


265678439 


Erythrobac 
265678419 


e; Heliore 
265678404 
96032 
seudomonad 
265678338 
quence 
les; Defer 
265678327 
uence 
e; Actinom 


265678320 


e; Sphingo 
265678318 


219878251 
ence 12363 
spiraceae; 
219846399 


eae; Desul 
228716433 
tial seque 
oteobacter 


ref|NR_028929.1 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


aceae; Pseudomon 
ref|NR_028906.1 
ce 671276 672778 
Pseudomonadales 


ref|NR_028883.1 


as. 
Pseudomonas 
Pseudomonas 

; Pseudomonadaceae; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028826.1 

784432 785869 
omonadales; Pseu 


ref|/NR_028801.1 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Pseudomonas 
Pseudomonas 

domonadaceae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


aceae; Pseudomon 
ref |NR_028799.1 
vestrisii Bacte 


ref |NR_028798.1 
eneae Bacteria; 


ref|NR_028778.1 
854408 855931 
omycetales; Prop 


ref|NR_028745.1 
901557 903021 
matiales; Ectoth 


ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028721.1 


as. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


stis. 
ref|NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref |NR_028629.1 

1074605 107593 
ycetales; Coryne 


ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028620.1 
lus akibai Bacte 


ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref |NR_025990.1 
fonema magnum Ba 
fonema. 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


224581448 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Deferribacter 
3 Deferribacter 
eferribacter. 
Rhodococcus 
5 Rhodococcus 
bacterineae; 


Sphingobium amiense 
acteria; Proteobacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Desulfonema magnum DSM 
cteria; Proteobacteria; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


ref |NR_027230.1 


Pseudomonas marginalis 


strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


247044 Bacteria_16S 
antarcticus strai 
Firmicu 
247044 Bacteria_16S 
milosensis strain 


Bacteria; 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
247044 Bacteria_16S 1506254 1506353 1 101 gi|219846365|ref|NR_025956.1 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequenc 


Thermoanerobacter brockii subsp. 


Thermoanaerobacte 


247044 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


247044 Bacteria_16S 


strain PC80 16S r 


1435258 1435357 1 101 gi 
n 20CM 16S ribosomal RNA, partial sequ 


lactiethylicus 

Thermoanaerobacteraceae; Thermo 
1518300 1518399 1 101 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1519812 15199111 101 gi 
ibosomal RNA, partial sequence 


rales; an 


H 


224581431 
ence 14345 


Bacteria; 


219857618 
1517647 15191 


219857617 
1519166 15206 


ref|NR_027213.1 
76 1436085 Paeni 


tes; Bacillales; Paenibacillaceae; Paenibacillus. 
1441474 1441573 1 101 gi| 224581427 |ref|NR_027209.1 
SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filoba 


Firmicutes; 
er. 
ref 


aerobact 
NR_025207.1 


espellia. 


ref |NR_025206.1 


b 


Paenibacillus 
acillus antarcticus 


Filobacillus 
cillus milosensis 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

247044 Bacteria_16S 1548841 1548940 1 101 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

247044 Bacteria_16S 1571169 1571268 1 101 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
247044 Bacteria_16S 1641193 1641292 1 101 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

247044 Bacteria_16S 1670319 1670418 1 101 gi|219878428|ref|NR_025567.1| Clostridium bolteae 


strain 16351 16S 
Firmicutes; Clost 


247044 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


247044 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


247044 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


247044 Bacteria_16S 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


247044 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


247044 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


247044 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


247044 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


247044 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


247044 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


247044 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


247044 Bacteria_16S 


strain SW-46 16S 
Proteobacteria; A 


247044 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1693083 1693182 1 101 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1694635 1694734 1 101 gi 


Louk 


eq 
ia 


ammaproteobacteria; Pseudomonadales; P 
1696179 1696278 1 101 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1767716 1767815 1 101 gi 
ZF2 16S ribosomal RNA, partial sequenc 
tes; Clostridia; Clostridiales; Clostr 


se 


se 


e 
id 


1814770 1814869 1 

osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1843873 1843972 1 101 gi 
S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 
1857346 1857445 1 101 


101 gi 


an 


Isobaculu 


gi 


bacillales; Carnobacteriaceae; Trichoc 
1939454 1939537 17 101 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


oc 


s 
ri 


1960853 1960952 1 101 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 
2047870 2047969 1 101 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; 
2093730 2093829 1 


Ss. 


Paenibacillus 
101 gi 


ribosomal RNA, partial sequence 


lphaproteobacteria; Sphingomonadales; Er 
2143729 2143828 1 101 gi 
S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; Pse 


247044 Bacteria_16S 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 


1669639 16711 
219878412 
219878411 
16S ribosomal RNA, partial sequence 1693968 16954 


219878410 
1695512 16970 


219878359 


219878326 
1814099 18155 


219878306 
1843183 18446 


219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


219878235 


219878221 


219878160 


2047168 20487 


219878126 


rain SGM-6 16S ribosomal RNA, partial sequence 2093069 209454 
cteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xa 
2118072 2118155 17 101 gi| 219857656 |ref|NR_025245.1 


2117441 21188 


219857639 
2143068 21445 


ostridium. 
ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 


ref|NR_025550.1 


uence 


les; Pep 


udomonadacea 


ref 


e; Pseudomon 
NR_025549.1 
udomonadaceae; Pseudomon 
ref|NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 


17670 
iales Fa 


ref|NR_025465.1 


thomonadacea 


ref 


e; Fulvimona 
NR_025445.1 


m. 
ref|NR_025435.1 
69 Trichococcus 
cus. 
ref|NR_025374.1 

1938810 194024 
biales; Methylob 


equence 
a; Rhizo 


ref |NR_025360.1 


1960167 1961603 Vagoco 


ref |NR_025299.1 
07 Paenibacillus 


ref |NR_025265.1 


82 Erythrobacter 
teraceae; Erythr 
ref|NR_025228.1 


ythrobac 


udomonadaceae; Pseudomon 


2145234 2145333 1 101 gi 


219857638 


36 Clostridium bolteae Bacteria; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 

Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 
Isobaculum melis 


97 Isobaculum melis Bacteria; 


Trichococcus palustris 


palustris Bacteria; 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Vagococcus fessus 
ccus fessus Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 


ref |NR_025227.1 
2144573 214602 


Pseudomonas 
7 Pseudomonas 


umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


247044 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


247044 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


247044 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


247044 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


247044 Bacteria_16S 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


247044 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


247044 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


247044 Bacteria_16S 


strain ACEM 9 16S 
Proteobacteria; G 


247044 Bacteria_16S 


strain L2-TR 16S 


Proteobacteria; G 


247044 Bacteria_16S 


strain 63287 16S 


Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


247044 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


247044 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


247044 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


247044 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


247044 Bacteria_16S 


2146739 2146838 1 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2169509 2169608 1 101 gi 
ain FTR1 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; Ca 
2184621 2184720 1 101 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


101 gi 


2186183 2186282 1 101 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 

2195254 2195349 5 101 gi 


ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2225448 2225547 1 101 gi 
in AM141 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
2263739 2263838 1 101 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2294190 2294289 1 101 gi 
ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
2298635 2298734 1 101 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
2300093 2300176 17 101 gi 
ribosomal RNA, partial sequence 
Rhizobiales; Brady 
2321421 23215201 101 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2322973 2323072 1 101 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2435132 2435215 17 101 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2441237 2441336 1 101 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2467062 2467161 1 101 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
2471597 2471696 1 


Ss 
gi 


Clostridiaceae; 
101 gi 


versutus strain AL2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


247044 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


247044 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


247044 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


247044 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


247044 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


247044 Bacteria_16S 


strain CIP 105470 


acteria; Gammaproteobacteria; Chromati 
2507674 2507773 1 101 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2521346 2521445 1 101 gi 
rain SBK26 16S ribosomal RNA, partial 

cteria; Proteobacteria; Gammaproteobac 
2522826 2522925 1 


101 gi 


rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2548067 2548166 1 101 gi 


10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2555652 25557511 101 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 


2146078 21475 


2293525 22949 


2297982 22993 


2299447 23008 


2466381 24678 


219857637 


seudomonad 
219857622 
quence 

rnobacteri 
219857609 
quence 

ia; Xantho 


v 


219857608 
nce 21855 
e; Carnoba 
219857602 
quence 

e; Actinom 


219857582 
quence 
illaceae; 
219857557 
ence 22630 
irillales; 
219857535 


hewanellac 
219857531 


diomarinac 
219857530 


rhizobiace 
219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857431 
quence 

diales; Cl 
219857426 
ce 24405 
ales; Ecto 
219857405 


Clostridiu 
219857402 
24709 
ales; Ecto 
219857372 
ce 25070 
idiaceae; 

219857363 
sequence 

teria; Pse 


219857362 
sequence 
teria; Pse 


219857345 
25473 
occaceae; 

219857340 
25549 
nadales; P 


2557218 2557317 1 101 gi 
16S ribosomal RNA, partial sequence 


ref |NR_025226.1 


aceae; Pseudomon 
ref|NR_025211.1 

2168820 217030 
aceae; Carnobact 
ref|NR_025198.1 

2183928 218546 
monadales; Xanth 


ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025190.1 

2194621 219603 
ycetales; Coryne 


Paenibacill 
ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref |NR_025123.1 


Shewanella. 
NR_025119.1 


eae; 
ref 


Idiomarina. 
NR_025118.1 


eae; 
ref 


ae; Bosea. 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025019.1 
2434473 243595 
ostridiaceae; Cl 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref |NR_024993.1 


m. 
ref|NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 


219857339 


ref|NR_024927.1 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Carnobacterium 

5 Carnobacterium 

erium. 
Pseudoxanthomonas 

6 Pseudoxanthomonas 

omonadaceae; 


Carnobacterium 
acterium viridans 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Paenibacillus 
8 Paenibacillus 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 
Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Clostridium 
3 Clostridium 
ostridium. 
Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 

Thermohalobacter 
halobacter berrensis 

Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 


2556540 2558055 Pseudomonas migulae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


247044 Bacteria_16S 
ibosomal RNA, partial sequence 


strain SR12 16S r 
Firmicutes; Clost 


247044 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


247044 Bacteria_16 


strain CIP 105274 
Proteobacteria; G 


247044 Bacteria_16 


strain CIP 
Bacteria; 


104664 
Proteob 


247044 Bacteria_16 


strain CIP 
Bacteria; 


104883 
Proteob 


247044 Bacteria_16 


105273 
G 


strain CIP 
Proteobacteria; 


247044 Bacteria_16 


strain CIP 
Bacteria; 


105460 
Proteob 


247044 Bacteria_16S 
ain 324 16S ribosomal RNA, partial sequence 


campinasensis str 
campinasensis Bac 


247044 Bacteria_16S 
ribosomal RNA, partial sequence 
Bacillus. 


strain AM31D 16S 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain IFO 16295 


strain VPI-C6-61 
Firmicutes; Clost 


247044 Bacteria_16S 
n AL15-21 16S ribosomal RNA, partial s 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


247044 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


247044 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; Clost 


247044 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


247044 Bacteria_16S 


japonicum strain 
japonicum Bacteri 


247044 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 
247044 Bacteria_16S 
AIU 301 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteria; 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


247044 Bacteria_16S 
ain DSM 50332 16S ribosomal RNA, partial 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


247044 Bacteria_16S 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


strain I50 16S ri 
Firmicutes; Erysi 


247044 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


2558781 2558880 1 


s 2570977 2571076 1 


Ss 2581664 2581763 1 
16S ribosomal RNA, 


s 2583234 2583333 1 


s 2595641 2595740 1 


Ss 2597207 2597306 1 
16S ribosomal RNA, 


2643304 2643403 1 


teria; Firmicutes; 
2725946 2726045 1 


lales; Bacillaceae; 
2770716 2770811 5 


2791932 27920311 


2815925 2816024 1 


ria; Proteobacteria; 


2854100 2854199 1 


acteria; 
2888137 2888220 17 


ridia; Clostridiales; 
2920196 2920295 1 
train FPC9 
acteria; Proteobacteria; 


2932175 29322741 
ATcc 19191 
a; 


2935197 2935296 1 


2936693 2936776 17 


2973041 2973140 1 
teria; Proteobacteria; 


3030758 3030857 1 


3070191 3070290 1 


bacillales; 


247044 Bacteria_16S 


3083843 3083942 1 


ammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


complete sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


complete sequence 


acteria; Gammaproteobacteria; Pseudomonadales; 


Bacillales; 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
247044 Bacteria_16S 
16S ribosomal RNA, partial sequence 2791299 27926 
ridia; Clostridiales; Lachnospiraceae; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; 


6S ribosomal RNA, partial sequence 2887459 28889 


51 16S ribosomal RNA, partia 


16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


101 gi| 219857338 


2558106 25596 


101 219857287 


25702 


gi 
99 
101 219857280 
25809 
P 
219857279 
25825 
P 
219857271 
25949 


gi 
86 


101 gi 


58 
101 gi 
61 
101 219857270 
25965 


gi 
29 


Pseudomonadaceae 

101 gi|219857229|ref|NR_024857.1 
2642624 26441 

Paenibacillaceae; Paenibacillus. 
101 gi|219857170|ref|NR_024798.1 


2725265 27267 


101 gi| 219857137 


P 


101 gi| 219856864 


Gammaproteobacteria; Pseudomonadales; 
101 gi|219856835|ref|NR_024654.1 
sequence 2931509 29329 
Oceanospirillales; Pseu 
101 gi| 219856833 |ref|NR_024652.1 
29345 
Oceanospirillal 
101 gi| 219856832 |ref|NR_024651.1 


complete sequence 


3030089 30315 


101 gi| 219846875 |ref|NR_026467.1 
3069511 3070973 Vagoc 

Vagococcus. 

101 gi|219846866|ref|NR_026458.1 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacte 


r. 


ref 


seudomonadaceae; 
ref 


seudomonadaceae; 


ref 


ref 


ref 


seudomonadaceae; 
ref 


ref 


ref 


ridia; Clostridiales; Eubacteriaceae; Eubacterium. 
2561844 2561943 1 101 gi|219857336|ref|NR_024924.1 
16S ribosomal RNA, partial sequence 2561168 2562680 Pseud 


Pseudomo 


2571813 Pseud 
Pseudomo 


2582507 Pseud 


seudomonadaceae 
NR_024910.1 
omonas monteilii 


2584074 Pseud 


seudomonadaceae 
NR_024902.1 
omonas mandelii Bacteria; 


2596478 Pseud 
Pseudomo 


2598044 Pseud 


seudomonadaceae 
NR_024683.1 
29 Eubacterium multiforme Bacteria; 


Eubacteriaceae; Eubacterium. 
101 gi| 219856843 |ref|NR_024662.1 
1 sequence 2919511 29210 


2936039 29374 


Rhodospirillales; Acet 

101 gi|219846941|ref|NR_026533.1 
sequence 2972376 29738 
Gammaproteobacteria; Pseudomonadales; Ps 
101 gi|219846903|ref|NR_026495.1 


NR_024926.1 
14 Eubacterium aggregans Bacteria; 


NR_024918.1 
omonas jessenii Bacteria; 


NR_024911.1 
omonas rhodesiae 


NR_024901.1 
omonas libanensis 


NR_024765.1 
50 Rhodococcus jostii Bacteria; 


n 


n 


’ 


’ 


n 


v 


3 


’ 


0 
P 


6 


d 


3 
e 


8 
° 


8 
e 


fo} 


Eubacterium aggregans 


Pseudomonas mosselii 


omonas mosselii Bacteria; 


as. 
Pseudomonas jessenii 


as. 
Pseudomonas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


Pseudomonas. 
Pseudomonas mandelii 


as. 
Pseudomonas libanensis 


Pseudomonas. 
Paenibacillus 


1 Paenibacillus 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Rhodococcus jostii 


Nocardiaceae; Rhodococcus. 
101 gi|219857122|ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 

Coprococcus. 
101 gi|219856913|ref|NR_024734.1| Pseudomonas 

equence 2815260 2816748 Pseudomonas 

Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
101 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
2853433 2854934 Pseudomonas savastanoi 


Pseudomonas. 
Eubacterium multiforme 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Pseudospirillum 

7 Pseudospirillum 

ospirillum. 
Oceanospirillum 

1 2935988 Oceanospirillum 

s; Oceanospirillum. 
Acidiphilium 

9 Acidiphilium 

bacteraceae; 
Pseudomonas 

5 Pseudomonas 


udomonadaceae; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Thermoanaerobacter 


3083185 3084666 Thermoanaerobacter 


247044 Bacteria_16S 
amylophilus strai 
Proteob 
247044 Bacteria_16S 
700631 16S riboso 


Bacteria; 


Lactobacillales; 


247044 Bacteria_16S 


strain ATCC 70062 
Firmicutes; 


Bacillales; 


strain Feox-1 16S 
Proteobacteria; 


strain DSM 3662 1 
Firmicutes; 


strain DSM 8239 1 
Firmicutes; 


paludosum strain 
paludosum Bacteri 


247044 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


247044 Bacteria_16S 
in DSM 2925 16S ribosomal RNA, 


carbinolicum stra 
carbinolicum Bact 


247044 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


247044 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


247044 Bacteria_16S 
strain S5a36 16S ribosomal RNA, parti 


hydrogenotrophica 
hydrogenotrophica 


247044 Bacteria_16S 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


247044 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


247044 Bacteria_16S 
DSM 8725 16S ribosomal RNA, partial s 


pseudalcaliphilus 
pseudalcaliphilus 


247044 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


247044 Bacteria_16S 
rain ATCC 25780 16S ribosomal RNA, parti 


paraputrificum st 
paraputrificum Ba 


247044 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


strain Pasteur II 
Firmicutes; Clost 


247044 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


247044 Bacteria_16S 
in ATCC 19171 16S ribosomal RNA, parti 
Clostridia; 


fibrisolvens stra 
fibrisolvens Bact 


Lacto 
247044 Bacteria_16S 
ATCC19120 16S rib 
Liste 
247044 Bacteria_16S 


B 


Clost 
247044 Bacteria_16S 


Clost 
247044 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial sequ 
Clostridial 


3095770 3095869 1 


3100283 3100382 1 
Aerococcaceae; 
3180261 3180360 1 
3245663 3245762 1 
riaceae; Listeria. 

3269558 3269657 1 
ribosomal RNA, 
3274181 3274280 1 


ridia; Clostridiales; 


3275690 3275789 1 


ridia; Clostridiales; 
3278718 3278817 1 


Firmicutes; 
3280237 3280336 1 


a; 


ridia; Clostridiales; 


3281756 3281855 1 


Firmicutes; 
3283280 3283379 1 


eria; 


mal RNA, partial sequence 
Facklamia. 


osomal RNA, partial sequence 


Clostridia; 


101 


8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 


complete sequence 
etaproteobacteria; Burkholderiales; Leptothrix. 
247044 Bacteria_16S 
6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


les; Succinivibrionaceae; 
101 gi|219846855|ref|NR_026447.1 
3099595 3101003 Facklamia ignava Bacteria; 
101 gi|219846801|ref|NR_026393.1 
3179583 3181087 Fackl 
Facklamia. 
101 gi| 219846757 |ref|NR_026349.1 
3244997 32464 
101 gi|219846741|ref|NR_026333.1 
3268876 32703 
101 gi|219846738|ref|NR_026330.1 


101 


101 


101 


gi|219846858 


n H 18 16S ribosomal RNA, partial sequence 30950 
acteria; Gammaproteobacteria; Aeromonada 


gi| 219846737 


6S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Ac 
219846735 
ence 


gi 


es; 


gi|219846734 


6S ribosomal RNA, partial sequence 3279583 32810 


DSM 1911 16S ribosomal RNA, partial sequence 


Firmicutes; 
3286328 328641117 


a; 


ridia; Clostridiales; 


3298547 3298646 1 


Bacteria; Firmicutes; 
3477155 34772505 


dococcus. 
3528692 3528775 17 


ridia; Clostridiales; 
3534695 3534794 1 


Bacteria; Firmicutes; 
3537820 3537919 1 


lales; Bacillaceae; 
3544072 35441711 


lales; Bacillaceae; 
3550243 3550326 17 
cteria; Firmicutes; 
3699058 3699156 2 


3711106 3711189 17 


ridia; Clostridiales; 
3720076 3720159 17 
ibosomal RNA, complete 
ridia; Clostridiales; 

3763265 3763364 1 


eria; Firmicutes; 


247044 Bacteria_16S 


strain B62 16S ri 


3809862 3809961 1 
bosomal RNA, 


Clostridia; 


101 
Bacillales; 
101 


101 


101 


1105 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfovib 
247044 Bacteria_16S 


101 


I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


101 
sequence 


Clostridiaceae; 


101 


101 


complete sequence 


Clostridia 


16S ribosomal RNA, partial sequence 3285670 32871 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


cl 
219846553 
equence 
illaceae; 
219846551 


gi 


Bac 
gi 


6S ribosomal RNA, partial sequence 3537139 35386 
Bacillus. 


gi| 219846547 


6S ribosomal RNA, complete sequence 3543393 35448 
Bacillus. 


gi|219846543 


Clostridia; Clostridiales; C 
101 gi|219846437 
e 36983 


rionales 
219846429 
37104 
Clostridiu 
gi| 219846422 
3719395 37209 
Clostridiu 
219846390 
al sequenc 
les; Lac 
219846356 


gi 


gi 


gi 


etobacte 


Eubact 


ref 


ref 


ref 


ref 


Eubacteriaceae; Acetobacterium. 
101 gi|219846733|ref|NR_026325.1 
partial sequence 3281102 328257 
Clostridia; Clostridiales; Eubacteriaceae; Ace 
101 gi|219846732|ref|NR_026324.1 
3282621 328409 
Clostridiales; Eubacteriaceae; Acetob 
101 gi|219846730|ref|NR_026322.1 
Clostridiaceae; Clostridium. 
101 gi| 219846722 |ref|NR_026314.1 
al sequence 3297885 329934 
Clostridia; Clostridiales; Blautia. 
101 gi|219846591|ref|NR_026183.1 
al sequence 3476498 347797 
Actinomycetales; Coryne 
101 gi| 219846557 |ref|NR_026149.1 


ref 


Baci 


ref 


ref 


ref 


al sequence 


lost 
ref 


; De 
ref 


m. 
ref 


m. 
ref 


hnos 


3278074 32795 
eriaceae; 


3534017 353553 


59 3699831 Desul 


25 3711931 Clost 


e 3762598 37640 


NR_026450.1 


NR_026329.1 


NR_026327.1 
3 
Acetob 
NR_026326.1 


NR_026145.1 


llus. 
NR_026143.1 


NR_026139.1 


NR_026135.1 

354957 
ridiaceae; C 
NR_026028.1 
£ 
sulfomicrobi 
NR_026020.1 
xr 


NR_026013.1 
NR_025981.1 


7 
piraceae; Bu 


ref 


Ruminobacter 


79 3096617 Ruminobacter amylophilus 


Ruminobacter. 
Facklamia ignava ATCC 
Firmicutes; 


Facklamia hominis 


amia hominis Bacteria; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 
Eubacterium. 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
rium. 


Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Clostridium pascui 


40 Clostridium pascui Bacteria; 


Blautia 
2 Blautia 


Rhodococcus 
1 Rhodococcus 


bacterineae; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 
ostridium. 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Clostridium 

2 3551038 Clostridium 
lostridium. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 


NR_025947.1 


Pseudomonas flavescens 


3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


247044 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 
brockii subsp. fi 


Thermoanaerobacte 


247044 Bacteria_16S 
ain L-1 16S ribosomal RNA, 
Gammaproteobact 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


247044 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


247044 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
247044 Bacteria_16S 
bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
247044 Bacteria_16S 
ain M-8 16S ribosomal RNA, 
Bacillales; 


strain Lhet2 16S 


strain 101 16S ri 


laevolacticus str 
laevolacticus Bac 


247044 Bacteria_16S 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 


strain CL-SP19 16 
Proteobacteria; G 


247044 Bacteria_16S 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 


aquimaris strain 
Bacteria; Proteob 


247044 Bacteria_16S 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


strain P2 16S rib 
Proteobacteria; D 


247044 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


247044 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


247044 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


247044 Bacteria_16S 
ribosomal RNA, partial sequence 
Entomoplasmatales; 


strain HYOS-1 16S 
Tenericutes; Moll 


247044 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


247044 Bacteria_16S 
ibosomal RNA, partial sequence 
Entomoplasmatales; 


strain 23-6 16S r 
Tenericutes; Moll 


247044 Bacteria_16S 


chrysopicola stra 
chrysopicola Bact 


247044 Bacteria_16S 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; 


alleghenense stra 
alleghenense Bact 


247044 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


247044 Bacteria_16S 
S ribosomal RNA, partial sequence 
Enterococcaceae; 


strain 1843-02 16 
Firmicutes; Lacto 


247044 Bacteria_16S 
train Met 79 16S ribosomal RNA, partia 
Clostridia; 


nitratireducens s 
nitratireducens B 


247044 Bacteria_16S 


3811463 3811562 1 


3883011 3883110 1 


rales; 


3906075 3906174 1 


teria; Proteobacteria; 


3943619 3943702 17 


3946539 3946622 17 


3949461 3949544 17 


3958438 3958537 1 


teria; Firmicutes; 


3983404 3983503 1 


4036137 4036220 17 


4095091 4095189 2 


4102466 4102565 1 


£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
247044 Bacteria_16S i 
nnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


finnii 


n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


101 gi 


101 gi 


Thermo 
101 gi 
complete se 


101 gi 


101 gi 


101 gi 


101 gi 
complete se 
Sporola 


101 gi 


101 gi 
101 gi 


101 gi 


e; 


ar 
Bacteria; 


nce 
rillales; 


icutes; 
4143685 4143784 1 
ribosomal RNA, 
icutes; 
4151503 4151602 1 


icutes; 
4157627 4157726 1 
in DF-1 


4160759 4160858 1 


4169821 4169920 1 


4171402 41715011 


bacillales; 
4172943 4173026 17 


acteria; Firmicutes; 
4191281 4191380 1 


partial sequence 
Entomoplasmatales; 


16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; 


Spiroplasma 
101 gi 


Spiroplasma 
101 gi 


Spiroplasma 
iO gi 


Entomop 


101 gi 


Entomop 


101 gi 


101 gi 


Vagococcu 
101 gi 


Clost 


101 


uence 
lasmatales 


equence 
lasmatales 


gi 


219846355 
38107 


219846307 


219846291 


quence 
eria; 


219846263 
39429 


219846261 


3945905 39473 


219846259 


3948831 39502 


219846253 


quence 
ctobacillaceae; 


219846236 


3982735 39841 
diomarinac 


219846199 


ence 40355 
Sphingomonadales; 


219846156 


4094388 40957 


219846151 


4141437 41429 
taceae; 


Sp 
219846118 


4143001 41445 
taceae; 


Sp 
219846113 


4150819 41521 
taceae; 


Sp 
219846109 


219846107 


219846100 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; 


219846099 


4170715 41722 
Ss. 


219846098 


1 sequence 
ridiales; 


219846081 


lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


Carnobacterium 
tial sequence 


Firmicutes; 
anaerobacter. 


Pseudomonadales; 


ref |NR_025946.1 
56 3812276 Carnob 
ref|NR_025897.1 
388233 


ref|NR_025881.1 
3905392 390691 
Pse 


ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025851.1 
17 Acidiphilium 
ref|NR_025849.1 
Acidocel 
ref |NR_025843.1 

3957761 395924 
Sporolacto 
ref |NR_025826.1 
eae; Idiomarina. 
ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025746.1 


Desul 


ref|NR_025741.1 


iroplasma. 
ref|NR_025708.1 


iroplasma. 
ref|NR_025703.1 


iroplasma. 
ref|NR_025699.1 

4156944 415845 
; Spiroplasmatac 
ref|NR_025697.1 
160075 416159 
; Spiroplasmatac 
ref|NR_025690.1 
64 Marinobacter 
Marinobac 
NR_025689.1 


rs 


ref 


ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025671.1 


Clostridia; 


Carnobacterium 
acterium funditum 


Thermoanaerobacter 
8 3883860 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidiphilium cryptum 


cryptum Bacteria; 
Acetobacteraceae; Acidiphi 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 
Acetobacteraceae; 


la. 

Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 

Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 
Desulfobacteraceae; 


fofaba. 
Bacillus patagoniensis 


ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
lales; Bacillaceae; Bacillus. 
4137423 4137522 1 101 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4138988 4139087 1 101 gi|219846121|ref|NR_025711.1| Spiroplasma 
in EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4140555 4140654 1 101 gi|219846120|ref|NR_025710.1| Spiroplasma 
n Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
ria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4142120 4142219 1 101 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Marinobacter excellens 


excellens Bacteria; 


ter. 
Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Marinobacter 


190616 419208 


rs 


8 Marinobacter 


247044 Bacteria_16S 
train ALEN 2 16S ribosomal RNA, partia 
Gammaproteoba 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


247044 Bacteria_16S 


lactatifermentans 
lactatifermentans 


247044 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


247044 Bacteria_16S 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


strain M6 16S rib 


Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


strain V2 16S rib 


Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


247044 Bacteria_16S 


strain IS 123 16S 


4206264 4206363 1 101 


acteria; Proteobacteria; 
4220043 4220126 17 101 
strain G17 16S ribosomal RNA, 
Bacteria; Firmicutes; 
4221574 4221673 1 101 
laceae; Anaerobacillus. 
5227 5313 14 101 
bosomal RNA, partial sequence 
Rhizobiales; 
14 101 
sequence 
Rhizobiales; 
14 101 
sequence 
Rhizobiales; 
50585 50683 2 101 
All 16S ribosomal RNA, complete 


6689 6775 
osomal RNA, partial 


8146 8232 
osomal RNA, partial 


62787 62873 14 101 
ribosomal RNA, partial sequence 


Clostridia; 


gi 


gi 


partial 


Clo 
gi 


4220889 4222400 Bacil 


gi 


4584 


Barto 
gi 


6033 


Barto 
gi 


7488 


Barto 
gi 
seque 


acteria; Deltaproteobacteria; Desulfov 


gi 


62180 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


247044 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


kaustophilus stra 
kaustophilus Bact 


247044 Bacteria_16S 


strain 166 16S ri 
Proteobacteria; A 


247044 Bacteria_16S 


CFN 42 16S riboso: 
Alphaproteobacter 


247044 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


subsp. berkhoffii 
subsp. berkhoffii 


247044 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 


strain 39 16S rib 
Firmicutes; Bacil 


247044 Bacteria_16S 
in 2301065 16S ribosomal RNA, partial 
Paenibac 


massiliensis stra 
massiliensis Bact 


247044 Bacteria_16S 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


247044 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


247044 Bacteria_16S 
ain CMS 530r 16S ribosomal RNA, partia 
Planoco 


psychrophilum str 
psychrophilum Bac 


247044 Bacteria_16S 


strain CE2105 16S 


131100 131158 42 101 
ribosomal RNA, complete sequence 


219892 219978 14 101 


eria; Firmicutes; Bacillales; 
260777 260863 14 101 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
272868 272954 14 101 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
277503 277589 14 101 
bosomal RNA, partial sequence 


318397 318483 14 101 


319832 319918 14 101 
ibosomal RNA, partial sequence 


346173 346259 14 
osomal RNA, partial sequence 
lales; Paenibacillaceae; 
392767 392853 14 


101 


101 
eria; Firmicutes; Bacillales; 
561458 561556 2 101 


585554 585640 

16S ribosomal RNA, 
lales; Bacillaceae; 
609696 609782 


14 101 
Bacillus. 
14 101 
teria; Firmicutes; Bacillales; 
629511 629609 2 101 
ribosomal RNA, partial sequence 


strain 93-C0l1 16S ribosomal RNA, 
Bacteria; Proteobacteria; Alphaproteo 


gi 


130392 13190 
hrysiogenales; Chrysiogenaceae; Chrysi 
247044 Bacteria_16S 
in BD 53 16S ribosomal RNA, partial se 
Bacillac 


gi 


gi 


260171 26154 


Rhizo 
gi 


272240 273697 Rhizo 
Rhizobi 


gi 


276812 27827 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


gi 
part 


gi 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
247044 Bacteria_16S 


gi 


345474 34689 
Brevibacillus. 


gi 


gi 


gi 


partial sequence 


gi 


gi 


628893 63029 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 


strain 3-p 16S ri 


743176 743274 2 101 
bosomal RNA, partial sequence 


gi 


742578 74395 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 


strain S-743 16S 


780512 780598 14 101 
ribosomal RNA, partial sequence 


gi 


219846071 
1 sequence 
cteria; Ch 


219846061 
sequence 
stridiales 
219846060 


265679060 
5982 

nellaceae; 
265679059 
7437 

nellaceae; 
265679058 
8910 

nellaceae; 
265679030 
nce 49907 
ibrionales 
265679022 
63541 
biaceae; R 
265678975 


ogenes. 
265678916 
quence 

eae; Geoba 
265678887 


biaceae; R 
265678878 


um/Agrobac 
265678875 


265678848 
ial sequen 
bacteria; 

265678847 


265678827 


265678793 
sequence 
illaceae; 
265678678 
sequence 
eria; Rhod 


265678662 
58488 


265678645 
1 sequence 
ccaceae; P 
265678631 


Rhodospiri 
265678551 


Rhodospiri 
265678525 


ref |NR_025661.1 
4205616 420703 
romatiales; Ecto 


ref|NR_025651.1 

4219342 422083 
; Clostridiacea 
ref|NR_025650.1 
lus macyae Bacte 
ref|NR_029368.1 


tonella. 
NR_029367.1 


Bar 
ref 


tonella. 
NR_029366.1 


Bar 
ref 


Bartonella. 
ref |NR_029338.1 

51436 Desulf 
; Desulfovibrion 
ref |NR_029330.1 


hizobium/Agrobac 
ref |NR_029283.1 
2 Chrysiogenes 
ref|NR_029224.1 
19184 220608 
cillus. 
ref|NR_029195.1 


ND 


hizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029181.1 


ref|NR_029153.1 
ce 317746 319177 
Rhizobiales; Bar 
ref|NR_029152.1 
0 Acholeplasma 
eplasma. 
ref |NR_029132.1 
2 Brevibacillus 


ref|NR_029098.1 

392074 393575 
Paenibacillus. 
ref |NR_028983.1 
560822 562307 
ospirillales; Ac 


ref |NR_028967.1 
8 586308 Bacill 


ref|NR_028950.1 

609006 610485 
lanomicrobium. 
ref |NR_028936.1 


llac 
ref 


eae; Roseosp 
NR_028855.1 


llac 
ref 


eae; Rhodoci 


e: 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Clostridium 
8 Clostridium 
Clostridium. 
Bacillus macyae strain 
ria; Firmicutes; 


v 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Chrysiogenes arsenatis 


arsenatis Bacteria; 


Geobacillus 
Geobacillus 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Acholeplasma palmae 


palmae Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Paenibacillus 
Paenibacillus 


Roseomonas 
Roseomonas 


etobacteraceae; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Planomicrobium 
Planomicrobium 


Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 


NR_028829.1 


Acholeplasma axanthum 


779845 781307 Acholeplasma axanthum Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


247044 Bacteria_16S 


strain CCBAU 7190 


strain U 16S ribo 
Bacillales; Bacil 


247044 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


247044 Bacteria_16S 


strain LSv21 16S 
Proteobacteria; D 


247044 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


247044 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


247044 Bacteria_16S 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


strain SH22623 16 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


247044 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


247044 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


247044 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


247044 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


247044 Bacteria_16S 
in MPOB 16S ribosomal RNA, partial sequence 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


247044 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain USDA 9030 


247044 Bacteria_16S 


strain 34hsl1 16S 


Firmicutes; Bacil 


247044 Bacteria_16S 


Bacteria; Proteobacteria; Deltaproteobacteria; 
eae; Syntrophobacter. 

1419809 1419895 14 101 gi|224581445 
ribosomal RNA, partial sequence 1419106 14206 
lales; Bacillaceae; Bacillus. 

1503330 1503416 14 101 gi|219846475 
16S ribosomal RNA, partial sequence 1502684 15041 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 

1513841 1513927 14 101 gi|219878119 
ribosomal RNA, partial sequence 1513128 15146 
lales; Bacillaceae; Bacillus. 

1580249 1580335 14 101 gi|219878491 

CFNEI 156 16S ribosomal RNA, partial sequence 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


247044 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


247044 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


247044 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


DSM 5900 16S ribo 
Alphaproteobacter 


247044 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


247044 Bacteria_16S 


794221 794307 14 101 
Rhizobiales; 
840157 840243 14 101 


laceae; Geobacillus. 

899150 899236 14 101 
tes; Bacillales; 
922387 922485 2 101 
ribosomal RNA, partial sequence 


927055 927153 2 101 


eria; Proteobacteria; 


985465 985551 14 
6S ribosomal RNA, 


101 


1025273 1025359 14 101 
Rhizobiales; 
1026788 1026886 2 101 


ria; Proteobacteria; 


1094825 1094923 2 101 


1232477 1232563 14 101 


ifer group; Sinorhizobium. 
1586422 1586508 14 
osomal RNA, partial sequence 
laceae; Bacillus. 

1630578 1630664 14 


101 


101 
lales; Bacillaceae; Bacillus. 
1635240 1635326 14 101 


1648820 1648918 2 101 


1689985 1690071 14 101 
in M8 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; 
1749536 1749634 2 101 


B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geoba 


YC300 16S ribosomal RNA, partial sequence 


Paenibacillaceae; Pae 


eltaproteobacteria; Desulfobacterales; 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 


ia; Proteobacteria; Alphaproteobacteria; 


n S1 16S ribosomal RNA, partial sequence 
tes; Bacillales; Planococcaceae; Planococcus. 
247044 Bacteria_16S i 
somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae; 


sequence 
Planococcus. 


gi| 265678516 


gi|265678486 
gi|265678445 


gi| 265678430 


921679 92319 
Desulfoba 


gi| 265678427 


in LSv54 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi| 265678387 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


gi| 265678361 


1024681 10260 
Rhizobiaceae; R 


gi| 265678360 


n ASRB2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi| 265678313 


gi| 219878271 


train R1 16S ribosomal RNA, partial sequence 


acteria; Proteobacteria; Alphaproteobacteria; Rh 
1285026 1285112 14 101 gi| 219846054 
ain YKJ-115 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 
1297085 1297171 14 101 gi| 219857534 
bosomal RNA, partial sequence 1296399 12978 
lales; Bacillaceae; Bacillus. 
1347600 1347698 2 101 gi| 228720860 


gi|219878487 


1585730 15872 


gi|219878456 


16S ribosomal RNA, partial sequence 1629885 16313 


gi|219878453 


gi|219878443 


Stella. 


gi| 219878414 


gi|219878374 


79361 
Rhizobiaceae; R 


89842 


nibacillus. 


Desul 


Syntro 


10942 


Rhizobi 


16345 


16892 


ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028789.1 
cillus uzenensis 


ref|NR_028747.1 
7 899962 Paenib 


ref|NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_028729.1 

926361 927852 
fobacterales; De 


ref |NR_028689.1 


ref|NR_028663.1 
hizobium/Agrobac 
ref |NR_028662.1 
1026088 102759 
phobacterales; S 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref|NR_025644.1 

1284334 128584 


ref |NR_025122.1 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_027227.1 


ref |NR_026067.1 


hizobium/Agrobac 
ref|NR_025258.1 


ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025595.1 


ref|NR_025592.1 
30 1635961 Planoc 


ref|NR_025582.1 
a humosa Bacteri 


ref|NR_025553.1 
86 1690816 Planoc 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Geobacillus uzenensis 

Bacteria; Firmicutes; 


Paenibacillus 
acillus koreensis 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfotalea 

Desulfotalea 
sulfobulbaceae; 


Acholeplasma vituli 


5 Acholeplasma vituli Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Acetobacter peroxydans 

acter peroxydans 

; Acetobacter. 
Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Jeotgalicoccus 

0 Jeotgalicoccus 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Sinorhizobium 
0 Sinorhizobium 
ae; 


humi strain 
Firmicutes; 


Bacillus 
Bacteria; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Planococcus 
occus maitriensis 


Stella humosa strain 
a; Proteobacteria; 


Planococcus 
occus rifietoensis 


ref|NR_025513.1 


Acetobacter malorum 


strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 


247044 Bacteria_16S 
strain LMG 1625 1 


1751028 1751126 2 


101 


6S ribosomal RNA, partial sequence 175041117518 


gi|219878373 


ref|NR_025512.1| Acetobacter cerevisiae 
52 Acetobacter cerevisiae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

247044 Bacteria_16S 1752594 1752680 14 101 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

247044 Bacteria_16S 1778248 1778334 14 101 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

247044 Bacteria_16S 1779797 1779883 14 101 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

247044 Bacteria_16S 1800913 1800999 14 101 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

247044 Bacteria_16S 1808673 1808759 14 101 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

247044 Bacteria_16S 1842321 1842407 14 101 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

247044 Bacteria_16S 1871146 1871232 14 101 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

247044 Bacteria_16S 1891204 1891290 14 101 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 
strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

247044 Bacteria_16S 1892725 1892811 14 101 gi|219878269|ref|NR_025408.1] Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

247044 Bacteria_16S 1912017 1912103 14 101 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

247044 Bacteria_16S 1915061 1915147 14 101 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

247044 Bacteria_16S 1933490 1933588 2 101 gi|219878239|ref|NR_025378.1| Desulfomicrobium orale 


strain DSM 12838 

Proteobacteria; D 
247044 Bacteria_16S 
strain LMG 18419 


1942535 1942621 14 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

247044 Bacteria_16S 1969829 1969927 2 101 gi| 219878215 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Azospirillum. 

247044 Bacteria_16S 1982131 1982229 2 101 gi| 219878207 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 19829 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; 
247044 Bacteria_16S 1983716 1983814 2 101 gi| 219878206 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxoco 
Chondromyces. 

247044 Bacteria_16S 1985300 1985398 2 101 gi| 219878205 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococ 
Chondromyces. 

247044 Bacteria_16S 2075390 2075476 14 101 gi| 219878139 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 20762 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
247044 Bacteria_16S 2084643 2084729 14 101 gi| 219878133 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 20854 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
247044 Bacteria_16S 2115033 2115119 14 101 gi| 219857658 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 21158 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

247044 Bacteria_16S 2227022 2227108 14 101 gi| 219857581 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 22263 


Bacteria; Firmicutes; 
247044 Bacteria_16S 


Bacillales; 
2245203 2245289 14 


strain CCBAU 71042 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1932811 19342 
eltaproteobacteria; Desulfovibrionales 


101 


16S ribosomal RNA, partial sequence 1941853 19433 


Paenibacillaceae; 


101 


; Desulfom 


gi|219878233 


Paeni 


bacillus. 


85 Desulfomicrobium orale Bacteria; 
icrobiaceae; Desulfomicrobium. 
ref|NR_025372.1| Paenibacillus cookii 
47 Paenibacillus cookii Bacteria; 


ref|NR_025354.1 
1969231 197053 
ospirillales; Rh 


Azospirillum 
3 Azospirillum 
odospirillaceae; 
ref|NR_025346.1|] Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025345.1] Chondromyces 
1983024 1984558 Chondromyces 
ccales; Sorangiineae; Polyangiaceae; 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 
Bartonella. 
ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 
Bartonella. 
ref|NR_025247.1| Planococcus maritimus 
49 Planococcus maritimus Bacteria; 


ref |NR_025169.1 
29 2227839 Paenib 


Paenibacillus 
acillus kribbensis 


219857569 
22445 


gi 


ref|NR_025157.1| Rhizobium indigoferae 
78 2245989 Rhizobium indigoferae 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 


Rhizobium. 


247044 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


247044 Bacteria_16S 
strain 91-4 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
247044 Bacteria_16S 


strain IBS 193 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
247044 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


247044 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


247044 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


247044 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain IBS 325 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
247044 Bacteria_16S 
koreense strain JGO7 16S ribosomal RNA, partial 


Bacteria; Firmicu 


247044 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


247044 Bacteria_16S 


strain C-29 16S r 


Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


247044 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


247044 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


247044 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


247044 Bacteria_16S 


strain AAO8 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
247044 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


247044 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


247044 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


247044 Bacteria_16S 


strain 71 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
247044 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


247044 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


247044 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain ORS 992 16 


2292718 2292768 50 101 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2295659 2295745 14 101 gi 
ibosomal RNA, partial sequence 


Ss; 


ne 
2297125 2297211 14 101 
S ribosomal RNA, partial sequence 


gi 


ne 
2316841 2316927 14 101 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
2345491 2345577 14 101 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2356084 2356182 2 101 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 
2381887 2381973 14 101 
ribosomal RNA, partial sequence 


qu 
11 


nc 
ni 


1 
ob 


gi 


ne 
2444281 2444367 14 101 gi 
sequence 
Bacillales; Planococcaceae; Planomi 
2524356 2524454 2 101 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2549562 2549648 14 101 gi 
ibosomal RNA, partial sequence 
Rhizobiales; Barto 
2621886 2621972 14 101 gi 
S23F2 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Planomi 
2623375 2623461 14 101 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
2634052 2634138 14 101 gi 
train MAE2 16S ribosomal RNA, partial 

acteria; Firmicutes; Bacillales; Plano 
2698743 2698829 14 101 gi 


tes; 


D 


ne 


le 


se 
co 


laceae; Bacillus. 
2709331 2709429 2 101 
ibosomal RNA, partial sequence 


gi 


Ac 
2730544 2730642 2 101 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
2778431 2778517 14 101 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2809935 2810033 2 101 gi 


gi 
oc 


eq 
ac 


ia; Rhodospirillales; Acetobacteraceae; 


2824981 2825079 2 101 gi 
osomal RNA, partial sequence 
Ac 
2874350 2874436 14 101 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2879071 2879157 14 101 gi 


s 
ba 


laceae; Bacillus. 
3000564 3000650 14 101 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


gi 


219857536 


bacillus 
219857490 

sequence 
acteria; 


219857472 
2381197 23827 


lales; Bacillaceae; Bacillus. 
2395555 2395641 14 101 gi| 219857463 
S ribosomal RNA, partial sequence 2394935 23963 


llaceae; 
219857423 


crobium. 
219857361 
2523668 25251 
esulfobu 
219857344 
2548929 25503 
llaceae; 
219857251 
ce 26212 
crobium. 
219857249 


S; 
219857236 
quence 

ccaceae; 
219857189 
2698052 2699555 Ba 


219857182 
2708714 27 
etoba 
219857167 
2729867 27 
ystin 
219857131 
uence 
illac 
219857110 
2809318 2810728 Asaia 
Asaia. 

219856907 
2824364 28257 
etobacte 
219856875 
equence 
cillus. 

219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


219846923 
2999867 30013 


3076117 3076203 14 101 
S ribosomal RNA, partial sequence 


gi 


219846871 
3075492 3076924 Rhizobium undicola Bacteria; 


22920 


Helicob 
219857533 
2295034 22964 
llaceae; 
219857532 
2296489 22979 
llaceae; 
219857518 
ence 

aceae; 
219857497 


P 


23447 


24435 


26227 
Phyll 


cil 


101 


cte 


313 


eae 


eae 


ref 


acte 
ref 


Bar 
ref 


Bar 
ref 


aeni 
ref 


ref 
Des 


ref 


ref 


Bar 
ref 


ref 


lbac 
ref 


Bar 
ref 


ref 


obac 
ref 


Pla 
ref 
lus 


ref 


race 
ref 


; Na 
ref 


7 Pa 
ref 
sia 
ref 
race 
ref 
ref 


lus 


ref 


20 2293474H 


2316148 23175 


86 2346268 Paeni 


2355381 23569 


53 Desulfotalea 


31 2624203 Mesor 


2633347 26347 


2777747 277920 


2873633 287517 


NR_025124.1 
elico 
raceae; Heli 
NR_025121.1 


tonella. 
NR_025120.1 


tonella 
NR_025106.1 
3 


bacillus. 
NR_025085.1 
b 


NR_025078.1 
1 


ulfovibriona 


NR_025060.1 


NR_025051.1 


tonella. 
NR_025011.1 


NR_024949.1 


eae; Desulfo 
NR_024932.1 


tonella. 
NR_024881.1 


NR_024879.1 
h 
teriaceae; M 
NR_024864.1 
9 
nomicrobium. 
NR_024817.1 
asahii Bacte 


NR_024810.1 


ae; Asaia. 
NR_024795.1 


nnocystaceae 
NR_024759.1 


enibacillus. 
NR_024738.1 
mensis Bacte 
NR_024728.1 
ae; Asaia. 

NR_024694.1 
NR_024691.1 


flexus Bacte 


NR_026515.1 


ref 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Paenibacillus 
1 Paenibacillus 


Paenibacillus 
acillus granivorans 


Desulfovibrio 
7 Desulfovibrio 


les; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Planomicrobium 


92 2445097 Planomicrobium koreense 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Planomicrobium 


00 2622680 Planomicrobium mcmeekinii 


Mesorhizobium amorphae 

izobium amorphae 

esorhizobium. 
Planomicrobium 

1 Planomicrobium 


Bacillus asahii strain 
ria; Firmicutes; 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Plesiocystis pacifica 


50 Plesiocystis pacifica Bacteria; 


; Plesiocystis. 


Paenibacillus 
8 Paenibacillus 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus flexus strain 
ria; Firmicutes; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


NR_026463.1 


Rhizobium undicola 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


247044 Bacteria_16S 3116816 3116902 15 102 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 

247044 Bacteria_16S 3131725 3131811 14 101 gi|219846834|ref|NR_026426.1| Mesorhizobium 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3131100 3132536 Mesorhizobium 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

247044 Bacteria_16S 3313713 3313811 2 101 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

247044 Bacteria_16S 3418528 3418626 2 101 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

247044 Bacteria_16S 3542531 3542617 14 101 gi|219846548|ref|NR_026140.1| Bacillus clausii 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

247044 Bacteria_16S 3545641 3545727 14 101 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

247044 Bacteria_16S 3569949 3570047 2 101 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

247044 Bacteria_16S 3574499 3574597 2 101 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

247044 Bacteria_16S 3580442 3580540 2 101 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

247044 Bacteria_16S 3591306 3591404 2 101 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

247044 Bacteria_16S 3609681 3609767 14 101 gi|219846499|ref|NR_026091.1| Planococcus kocurii 


strain NCIMB 629 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain USDA 1844 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
247044 Bacteria_16S 3761755 3761853 2 101 gi|219846391|ref|NR_025982.1 
strain 172 16S ribosomal RNA, partial sequence 3761076 37625 

Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 
247044 Bacteria_16S 3781255 3781341 14 101 gi|219846376|ref|NR_025967.1 
strain RB 16S ribosomal RNA, partial sequence 3780594 37820 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

247044 Bacteria_16S 3822246 3822296 50 101 gi| 219846348 |ref|NR_025939.1 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
247044 Bacteria_16S 3847889 3847975 14 101 gi|219846330|ref|NR_025920.1 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Ricket 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Ric 
spotted fever group. 

247044 Bacteria_16S 3893856 3893942 14 101 gi|219846299|ref|NR_025889.1 
strain F9251 16S ribosomal RNA, partial sequence 3893217 38946 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
247044 Bacteria_16S 3904547 3904633 14 101 gi|219846292|ref|NR_025882.1 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 390383 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
247044 Bacteria_16S 3930540 3930626 14 101 gi|219846274|ref|NR_025864.1 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 393132 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
247044 Bacteria_16S 3977711 3977809 2 101 gi|219846240|ref|NR_025830.1 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 397838 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodosp 
Rhodospirillum. 

247044 Bacteria_16S 4026892 4026990 2 101 gi|219846205|ref|NR_025795.1 


Planococcus. 
101 


lales; Planococcaceae; 
3645871 3645957 14 


16S ribosomal RNA, partial sequence 3608971 36104 


16S ribosomal RNA, partial sequence 3645244 36466 


gi| 219846474 


ref|NR_026066.1 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 


00 Planococcus kocurii Bacteria; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


sam 
Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 

Rickettsia montanensis 
tsia montanensis 
kettsieae; Rickettsia; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Paenibacillus 
4 3905341 Paenibacillus 


Planomicrobium 
2 Planomicrobium 


Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


4026183 402770 


Desulfatibacillum 
6 Desulfatibacillum 


alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 


247044 Bacteria_16S 
stackebrandtii st 
stackebrandtii Ba 
247044 Bacteria_16S 
2301083 16S ribosomal RNA, partial seq 
Bacillales; 


sanguinis strain 
sanguinis Bacteri 


247044 Bacteria_16S 
strain A828 16S r 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
247044 Bacteria_16S 


strain N-3 16S ri 


4043662 4043748 14 


cteria; Firmicutes; 
4083040 4083126 14 


Firmicutes; 
4108481 4108567 14 


a; 


4165341 4165439 2 
Bacteria; 


4212356 4212442 14 
bosomal RNA, 


rain K22-03 16S ribosomal RNA, 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
247044 Bacteria_16S 
strain CV2803 16S ribosomal RNA, parti 
Proteobacteria; 


complete sequence 


4211641 42131 


101 gi|219846191|ref|NR_025781.1 
partial sequence 4042976 404443 
Bacillales; Planococcaceae; Planococcus. 
101 gi|219846164|ref|NR_025754.1 
uence 4082348 408382 
Paenibacillaceae; Paenibacillus. 
101 gi| 219846146 |ref|NR_025736.1 
4107869 41092 
nellaceae; Bartonella. 
101 gi|219846104|ref|NR_025694.1 
al sequence 4164674 416611 
Deltaproteobacteria; Desulfobacterales 
101 gi| 219846067 |ref|NR_025657.1 


Planococcus 
9 Planococcus 


Paenibacillus 
2 Paenibacillus 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


’ 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

247044 Bacteria_16S 20353 20402 51 101 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

247044 Bacteria_16S 41492 41577 15 101 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 157023 157072 51 101 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

247044 Bacteria_16S 164605 164690 15 101 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 193569 193654 15 101 gi| 265678934 |ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 


Methylobacter whittenburyi Bacteria; Pro 


Methylococcaceae; 


Methylobacter. 


teobacteria; Gammaproteobacteria 


v 


247044 Bacteria_16S 195081 195166 15 101 gi|265678933|ref|NR_029241.1 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methyl 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
247044 Bacteria_16S 234932 234981 51 101 gi| 265678905 |ref|NR_029213.1 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
247044 Bacteria_16S 236568 236617 51 101 gi|265678904|ref|NR_029212.1 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
247044 Bacteria_16S 238150 238199 51 101 gi|265678903|ref|NR_029211.1 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
247044 Bacteria_16S 239699 239748 51 101 gi|265678902|ref|NR_029210.1 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia cepacia complex. 

247044 Bacteria_16S 241285 241334 51 101 gi|265678901|ref|NR_029209.1 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
complex. 

247044 Bacteria_16S 249005 249054 51 101 gi| 265678896 |ref|NR_029204.1 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Nei 
Microvirgula. 

247044 Bacteria_16S 256415 256464 51 101 gi| 265678891 |ref|NR_029199.1 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
247044 Bacteria_16S 468109 468158 51 101 gi| 265678739 |ref|NR_029044.1 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
247044 Bacteria_16S 576596 576645 51 101 gi|265678668|ref|NR_028973.1 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
247044 Bacteria_16S 588619 588668 51 101 gi|265678660|ref|NR_028965.1 


strain Ppe8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


Methylococcales; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Microvirgula 
Microvirgula 
sseriaceae; 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Burkholderia terricola 


terricola Bacteria; 


ia. 

Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Burkholderia tropica 


587905 589310 Burkholderia tropica Bacteria; 


247044 Bacteria_16S 
strain 289 16S ri 
G 
247044 Bacteria_16S 
haemoperoxidus st 
haemoperoxidus Ba 
247044 Bacteria_16S 
moraviensis strai 
Firmicu 
247044 Bacteria_16S 


Proteobacteria; 


Bacteria; 


strain LMG 18819 
Proteobacteria; 


strain LMG 18106 
Proteobacteria; 


strain LMG 16407 
Proteobacteria; 


litoralis strain 
Bacteria; 


Proteobacteria; 


Proteobacteria; 


strain 133 16S ri 
Proteobacteria; 


B 
247044 Bacteria_16S 


B 
247044 Bacteria_16S 
16S ribosomal RNA, partial sequence 895318 89680 
B 
247044 Bacteria_16S 


Proteob 
247044 Bacteria_16S 
strain SJ 16S rib 
D 
247044 Bacteria_16S 
strain PHL 16S ri 
B 
247044 Bacteria_16S 


B 
247044 Bacteria_16S 


strain 146 16S ribosomal RNA, partial s 
Proteobacteria; Betaproteobacteria; Bur 
247044 Bacteria_16S 
strain LMG 4393 16S ribosomal RNA, part 
Proteobacteria; Betaproteobacteria; Bur 


247044 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


247044 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


247044 Bacteria_16S 


strain A431 16S r 
Proteobacteria; 


strain LMG 20598 


Proteobacteria; B 


247044 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


247044 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


247044 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


247044 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


247044 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


247044 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


G 
247044 Bacteria_16S 


247044 Bacteria_16S 


strain B4P 16S ri 


615914 615999 15 101 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
bosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

831050 831135 15 101 gi|265678492|ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

832588 832687 1 101 gi| 265678491 |ref|NR_028794.1| Enterococcus 
n 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 

892965 893014 51 101 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

894500 894549 51 101 gi| 265678448 |ref|NR_028750.1| Pandoraea pulmonicola 
16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

896035 896084 51 101 gi| 265678447 |ref|NR_028749.1| Pandoraea apista 


2 Pandoraea apista Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

934751 934836 15 101 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
acteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

936278 936363 15 101 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
osomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
eltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

948707 948756 51 104 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
bosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

950268 950317 51 101 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
bosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

951827 951876 51 101 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
equence 951100 952594 Curvibacter delicatus Bacteria; 
kholderiales; Comamonadaceae; Curvibacter. 

954938 954987 51 101 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
ial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
kholderiales; Comamonadaceae; Giesbergeria. 

1002577 1002626 51 101 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
ibosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

1037522 1037571 51 101 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
bosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

1258069 1258154 15 101 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
ibosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1283515 1283564 51 101 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1359640 1359689 51 101 gi|228720024|ref|NR_027587.1| Burkholderia 
ain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 
4 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
udomallei group. 

1373280 1373329 51 101 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1376372 1376421 51 101 gi|228717818|ref|NR_027567.1| Polaromonas 

CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
teobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

1385305 1385404 1 101 gi|228716834|ref|NR_027556.1| Shewanella 
ain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
17 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 

1386866 1386915 51 101 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 

ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1388381 1388430 51 101 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 

ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1424469 1424518 51 101 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 


bosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


1423741 1425251 Thauera phenylacetica Bacteria; 


247044 Bacteria_16S 


strain S2 16S ribosomal RNA, partial se 
Betaproteobacteria; Rho 


Proteobacteria; 
247044 Bacteria_16S 
strain U120 16S r 
Proteobacteria; 
247044 Bacteria_16S 
strain DhA-35 16S 
Proteobacteria; 
247044 Bacteria_16S 
AMMD 16S ribosoma 
Proteobacteria; 
complex. 

247044 Bacteria_16S 


strain SO2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


247044 Bacteria_16S 


cenocepacia strain LMG 16656 16S ribosomal RNA, 


cenocepacia Bacte 
Burkholderia; 
247044 Bacteria_16S 
strain KMM 231 16 
Proteobacteria; 
247044 Bacteria_16S 


strain B6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
247044 Bacteria_16S 
citratiphilum str 
Bacteria; Proteob 
247044 Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacter 
247044 Bacteria_16S 
margaritifer stra 


margaritifer Bacteria; 


Tepidiphilus. 
247044 Bacteria_16S 
CAIM 578 16S ribo 
Gammaproteobacter 
247044 Bacteria_16S 
strain LMG 3475 1 
Proteobacteria; 
247044 Bacteria_16S 


Gammaproteobacter 
247044 Bacteria_16S 


247044 Bacteria_16S 


subsp. parafaecalis strain G 16S riboso: 
subsp. parafaecalis Bacteria; Proteobac 


Alcaligenes. 
247044 Bacteria_16S 
strain 58Eu 16S r 
Proteobacteria; 
247044 Bacteria_16S 
strain 47Lol 16S 
Proteobacteria; 


ibosomal RNA, partial 
Betaproteobacteria; Rho 


ribosomal RNA, partia 
Betaproteobacteria; Rho 


1438412 1438461 51 


1465649 1465698 51 


1468657 1468706 51 


1473128 1473177 51 


1 RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


1486866 1486951 15 


1533632 1533681 51 


1545848 1545921 27 


1550357 1550406 51 


1551825 1551874 51 


1658020 1658105 15 


1686921 1686970 51 
Proteobacteria; 


1699291 1699376 15 


1725290 1725339 51 


quence 
docyclales; 


sequence 
docyclales; 


101 


101 


101 


1 sequence 
docyclales; 


101 


1472412 1473865 Burkholde 
rkholderiaceae; 


101 


101 


ria; Proteobacteria; Betaproteobacteri 
Burkholderia cepacia complex. 


101 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


101 


101 


101 


101 


in N2-214 16S ribosomal RNA, partial s 
Betaproteobacter 


101 


101 


224581429 
4391 


gi 
1437684 1 


gi|224581409 
1464924 14664 
Rhodocycla 
gi| 224581407 
1467942 14694 


gi] 224581402 


gi|]219857235 
1486230 14876 
aceae; 
219857425 
sequence 
a; Burkhol 


gi 
partial 


gi|219857261 
1545151 15466 

Idiomarinac 
gi|219857244 
1549646 15510 


Betaproteobacteria; Burkholderiales; Aquabacterium. 


gi|219857243 


ain B4 16S ribosomal RNA, partial sequence 15511 
acteria; Betaproteobacteria; Burkholde 


riales; 


gi|219878436 


somal RNA, partial sequence 1657325 1658829 Vibri 
ia; Vibrionales; Vibrionaceae; 


Vibrio. 
gi|219878417 

equence 

ia; 


gi|219878408 


somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; 


Vibrio. 


gi|219878391 


6S ribosomal RNA, partial sequence 1724592 17259 


Rhodocyclaceae; 


ceae; 


Rhodocyclaceae 


Aquabacterium. 


Hydrogenophilales; 


ref|NR_027211.1 


Th 
ref 


auera. 
NR_027190.1 


AZ 
ref 


oarcus. 
NR_027188.1 


+ Zoogloea. 
ref |NR_024882.1 
ria ambifari 
Burkholder 


v 


ref|NR_024863.1 


ref|NR_025013.1 
1532915 153432 
deriales; Burkho 


ref|NR_024892.1 


eae; Idiomarina. 
ref |NR_024874.1 
61 Aquabacterium 


ref|NR_024871.1 
12 1552529 Aquaba 


ref 
o fo 


NR_025575.1 
rtis Bacteri 


ref|NR_025556.1 
1686206 168766 
Hyd 


ref|NR_025547.1 
© pomeroyi Bacte 


ref |NR_025530.1 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Burkholderia 

2 Burkholderia 

lderiaceae; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Vibrio fortis strain 
a; Proteobacteria; 


Tepidiphilus 
1 Tepidiphilus 


rogenophilaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 
Alcaligenes faecalis 
0 Alcaligenes faecalis 


; Alcaligenaceae; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
1791833 1791918 15 101 gi|219878341|ref|NR_025480.1 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacte 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1793307 1793392 15 101 gi|219878340|ref|NR_025479.1 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
1965484 1965533 51 101 gi| 219878218 |ref|NR_025357.1 
mal RNA, partial sequence 1964797 196621 
teria; Betaproteobacteria; Burkholderiales 
2067772 2067821 51 101 gi| 219878145 |ref|NR_025284.1 
ibosomal RNA, partial sequence 2067059 20685 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
2069304 2069353 51 101 gi|219878144|ref|NR_025283.1 
ribosomal RNA, partial sequence 2068593 20700 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
2073941 2073990 51 101 gi|219878141|ref|NR_025280.1 


247044 Bacteria_16S 
defragrans strain 
Bacteria; 
247044 Bacteria_16S 
strain KMM 3582 1 
Proteobacteria; 
247044 Bacteria_16S 
strain MK405 16S 
Tenericutes; Moll 
247044 Bacteria_16S 
strain K24 16S ri 
Proteobacteria; 
247044 Bacteria_16S 


2189254 2189327 27 


2201391 2201440 51 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2307794 2307843 51 


bosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Al 


2330430 2330479 51 


101 


101 


101 


101 


strain IPT10 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


54Pin 16S ribosomal RNA, partial sequence 20732 
Proteobacteria; Betaproteobacteria; Burkholde 


riales; Al 


gi| 219857606 


6S ribosomal RNA, partial sequence 2188558 21900 
Gammaproteobacteria; Alteromonadales; 


Shewanellac 
gi| 219857598 
2200688 22021 


gi| 219857524 
2307079 23085 
caligenace 
219857509 


gi 


26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025195.1 


Shewanella 
NR_025186.1 


eae; 
ref 


ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 


Castellaniella 
laniella defragrans 
stellaniella. 
Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 


ref|NR_025097.1 


Burkholderia sacchari 


2329695 2331217 Burkholderia sacchari Bacteria; 


247044 Bacteria_ 
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Proteobacteria; 


247044 Bacteria_ 
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247044 Bacteria_ 


strain 3CB-1 16S 
Proteobacteria; 


247044 Bacteria_ 
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B 
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247044 Bacteria_ 
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Proteobacteria; 
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Proteobacteria; 
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B 


B 


D 


B 


B 


G 
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16S 2652476 2652525 51 
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Burkholderia fungorum 


30 Burkholderia fungorum Bacteria; 
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Burkholderia 
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Acidovorax facilis 


86 Acidovorax facilis Bacteria; 
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2 Taylorella 

aligenaceae; Taylorella. 
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Burkholderia 

lderia kururiensis 
Burkholderia. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 
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ref |NR_026519.1 
2993732 299516 


Agrobacterium 
8 Agrobacterium 


larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 
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mechernichensis s 
mechernichensis B 


247044 Bacteria_16S 


caribensis strain 
caribensis Bacter 


247044 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


247044 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 


CECT 4600 16S rib 
Proteobacteria; G 


247044 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


247044 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


247044 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


247044 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 


strain 106 16S ri 
Proteobacteria; B 


247044 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


247044 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Methylococcales; 


Bacteria; Proteob 


247044 Bacteria_16S 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 


strain 34-P 16S r 
Proteobacteria; B 


247044 Bacteria_16S 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 


strain Td-21 16S 


Proteobacteria; B 


247044 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
247044 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


strain Karp 16S r 


strain DSS12 16S 


Proteobacteria; G 


247044 Bacteria_16S 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 


strain FR2 16S ri 
Proteobacteria; B 


247044 Bacteria_16S 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 


strain 2761 16S 


Proteobacteria; B 


247044 Bacteria_16S 


strain gal 1261 1 


strain SW-120 16S 
Proteobacteria; G 


247044 Bacteria_16S 


strain SW-117 16S 
Proteobacteria; G 


3014225 3014274 51 
ribosomal RNA, 
etaproteobacteria; Bur 
3055258 3055307 51 
cteria; Proteobacteria; 
3059810 3059859 51 
ibosomal RNA, partial 

etaproteobacteria; Rho 
3061351 3061400 51 
train TL1 16S ribosoma 
acteria; Proteobacteria; 
3077707 3077756 51 
MWAP64 16S ribosomal 
ia; Proteobacteria; 
3113774 3113823 51 
16S ribosomal RNA, 


3227362 3227447 15 


3315250 3315347 3 

ribosomal RNA, partial 
rochaetales; 
3428989 3429062 27 


3522649 3522698 51 


3556453 3556502 51 


3564019 3564104 15 


RNA, partial sequence 


3693096 3693181 15 


3794808 3794857 51 


3855495 3855544 51 


3934893 3934978 15 


3951004 3951077 27 


3963044 3963093 51 


3964551 3964600 51 


3980387 3980472 15 


4028456 4028529 27 


ribosomal RNA, partial 


4030005 4030078 27 
ribosomal RNA, partial 


247044 Bacteria_16S 
HDS1-1 16S ribosomal RNA, partial sequence 


4046698 4046783 15 


sequence 
docyclales; 


Spirochaetaceae; 


ia; Vibrionales; Vibrionaceae; 


101 


complete sequence 
kholderiales; 


101 


101 


101 


1 RNA, partial sequence 
Betaproteobacteria; 


101 


RNA, partial sequence 
Betaproteobacteria; 


101 


complete sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 


101 


101 
sequence 


101 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


101 


6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 


101 


101 


3563299 3564734 Vibri 
Vibrio. 


101 


101 


101 


101 


101 


101 


101 


101 


6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


ammaproteobacteria; Alteromonadales; 


ammaproteobacteria; Alteromonadales; 


Rhizobiales; Rhizobiaceae; R 
101 gi| 219846204 
sequence 4027757 40292 
Shewanellac 

101 gi| 219846203 
sequence 4029306 40308 
Shewanellac 

10 gi| 219846189 


Spirochaeta. 


gi|219846914 
3013492 30150 
Comamonadace 
gi| 219846885 
sequence 
Rhod 


gi|219846882 
3059104 30605 
Rhodocyclaceae 
gi| 219846881 


Rho 
gi|219846870 
Burkhold 
219846846 
31130 


gi 


gi|219846769 
3226672 32281 
Vv 
gi|219846710 
3314589 33160 


219846625 
34282 
Shewanellac 
219846561 


gi 


gi 


gi|219846538 
3555718 35572 


gi| 219846533 


219846442 

36924 
M 
gi|219846367 
3794096 37955 


gi 


gi|219846325 
3854781 38562 


gi|219846270 
3934247 39357 


gi|219846258 
3950287 39517 
Shewanellac 
gi|219846250 
3962329 39637 


gi|219846249 
3963836 39652 


gi| 219846238 


ref|NR_026506.1| Acidovorax defluvii 

17 Acidovorax defluvii Bacteria; 

ae; Acidovorax. 

ref|NR_026477.1| Propionivibrio 
3054533 3056028 Propionivibrio 

ocyclales; Rhodocyclaceae; 


ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 
; Thauera. 
ref|NR_026473.1| Thauera 
3060645 3062135 Thauera 
docyclales; Rhodocyclaceae; Thauera. 
ref|NR_026462.1| Burkholderia 

3076975 3078406 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref |NR_026438.1| Azoarcus anaerobius 
39 3114569 Azoarcus anaerobius Bacteria; 
; Azoarcus. 


ref|NR_026361.1| Vibrio tapetis strain 
43 Vibrio tapetis Bacteria; 

ibrio. 

ref|NR_026302.1| Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


ref|NR_026217.1| Shewanella benthica 


93 3429730 Shewanella benthica Bacteria; 
eae; Shewanella. 
ref|NR_026153.1| Thauera aromatica 


32 Thauera aromatica Bacteria; 
; Thauera. 
ref|NR_026130.1| Zoogloea ramigera 
47 Zoogloea ramigera Bacteria; 

; Zoogloea. 


ref|NR_026125.1| Vibrio nereis strain 
oOo nereis Bacteria; Proteobacteria; 
ref|NR_026033.1|] Methylosphaera 


15 3693865 Methylosphaera hansonii 
ethylococcaceae; Methylosphaera. 
ref|NR_025958.1| Polaromonas vacuolata 
49 Polaromonas vacuolata Bacteria; 

ae; Polaromonas. 
ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 

; Azoarcus. 
ref|NR_025860.1| Orientia tsutsugamushi 
05 Orientia tsutsugamushi Bacteria; 


e; Rickettsieae; Orientia. 
ref|NR_025848.1| Shewanella violacea 
92 Shewanella violacea Bacteria; 

eae; Shewanella. 

ref|NR_025840.1| Rhodoferax fermentans 
85 Rhodoferax fermentans Bacteria; 
ae; Rhodoferax. 

ref |NR_025839.1| Rhodocyclus tenuis 
95 Rhodocyclus tenuis Bacteria; 

; Rhodocyclus. 

ref|NR_025828.1| Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 


4045996 4047515 Vibrio ezurae Bacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


eae; Shewanella. 

ref|NR_025793.1| Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 

eae; Shewanella. 

ref|NR_025779.1| Vibrio ezurae strain 


Proteobacteria; 


247044 Bacteria_16S 
HT 2-1 16S riboso 


succinatimandens 
succinatimandens 
Petrobacter. 


247044 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


247044 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; 


strain G3-29 16S 
Proteobacteria; 


seropedicae strai 
Bacteria; Proteob 


strain OXB 16S ri 
Proteobacteria; B 


vibrioformis stra 
vibrioformis Bact 


247044 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


strain H168 16S r 
Firmicutes; Clost 


247044 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


strain BSB 41.8 1 
Proteobacteria; B 


strain K1ll1 16S ri 
Proteobacteria; B 


strain CR 16S rib 
Proteobacteria; E 


hydrogeniphilus s 
hydrogeniphilus B 


lusitanum strain 
Bacteria; Proteob 


respiraculi strai 
respiraculi Bacte 


subterraneus stra 


subterraneus Bacteria; 


Thermaerobacter. 


247044 Bacteria_16S 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 
247044 Bacteria_16S 


taiwanensis Bacte 


strain VPI D 75 B 
Firmicutes; Clost 


247044 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


247044 Bacteria_16S 


strain W1219 16S 


G 


4103923 4104008 15 


4122260 4122309 51 
strain 
Bacteria; 


4152945 4153030 15 


icutes; 
4179079 4179152 27 


4186686 4186771 15 
64330 64378 52 
n Z67 16S ribosomal RNA, 


266917 266965 52 


294238 294286 52 


eria; Chlorobi; 


307930 307978 52 
S ribosomal RNA, 
322989 323089 1 


ibosomal RNA, 


ridia; Halanaerobiales; 


498913 498961 52 


500465 500513 52 


533966 534014 52 


537018 537066 52 


620451 620499 52 


738687 738735 52 
P6-12 16S ribosomal RNA, 
757533 757581 52 
801990 802090 1 

in C21 16S ribosomal RNA, 


Firmicutes; 


823358 823406 52 


827922 828022 1 


ridia; 
829498 829598 1 


ridia; 
862897 862945 52 


873531 873579 52 


mal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
247044 Bacteria_16S 
4BON 16S ribosomal 
Proteobacteria; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
247044 Bacteria_16S 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Oxalobacteraceae 
247044 Bacteria_16S 


Chlorobia; 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
247044 Bacteria_16S 
osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nautiliaceae; 
247044 Bacteria_16S 


Clostridia; 


101 


101 
RNA, 


Betaproteobacteria; 


101 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


101 


6S ribosomal RNA, partial sequence 4178357 41798 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
247044 Bacteria_16S 


101 


101 


complete sequence 63592 
acteria; Betaproteobacteria; Burkholderiales; 
247044 Bacteria_16S 


101 


101 


in 6030 16S ribosomal RNA, partial sequence 
Chlorobiales; 


101 


complete sequence 307188 30872 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
247044 Bacteria_16S 


102 


complete sequence 
Halanaerobiaceae; 


101 


6S ribosomal RNA, partial sequence 499730 50125 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
247044 Bacteria_16S 


train AM1116 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Epsilonproteobacteria; 
247044 Bacteria_16S 


acteria; Betaproteobacteria; Burkholderiales; 
247044 Bacteria_16S 
n AU3313 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 
247044 Bacteria_16S 


4103238 4104753 Vibri 


Vibrio. 
gi|219846135|ref 
partial sequence 4 


Spiroplasmataceae; 


gi|219846150|ref 


gi|219846112|ref 


121524 41230 
Rhodocyclales; 


NR_025740.1 


o gallicus Bacteria; 


NR_025725.1 


NR_025702.1 


Vibrio gallicus strain 
Proteobacteria; 


Petrobacter 


52 Petrobacter 
Rhodocyclaceae; 


Spiroplasma diminutum 


4152247 4153762 Spiroplasma diminutum Bacteria; 


219846094 |ref 


gi 


219846085 |ref 


gi 


Spiroplasma. 


NR_025684.1 


Shewanella. 
NR_025675.1 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Vibrio superstes 


4186000 4187486 Vibrio superstes Bacteria; 


Vibri 


gi| 265679021 |ref 


265678882 |ref 


gi 


65117 
Oxalobacteraceae; 


Oo. 
NR_029329.1 


NR_029188.1 


Herbaspirillum 


Herbaspirillum seropedicae 


Herbaspirillum. 
Oxalobacter formigenes 


266185 267672 Oxalobacter formigenes Bacteria; 


265678864 |ref 


gi 


Chlorobiace 


gi|265678855|ref 


265678845 |ref 


gi 


293547 295005 
Prosthecochloris. 


NR_029170.1 


ae; 
NR_029161.1 


Comamonas. 
NR_029150.1 


; Oxalobacter. 


Prosthecochloris 
Prosthecochloris 


Comamonas testosteroni 


3  Comamonas testosteroni Bacteria; 


Halothermothrix orenii 


322285 323818 Halothermothrix orenii Bacteria; 


Halothermo 


gi| 265678719 |ref 


thirix, 
NR_029024.1 


Hydrogenophaga 


SB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
acteria; Betaproteobacteria; Burkholderiales; 
247044 Bacteria_16S 


Comamonadaceae; Hydrogenophaga. 
101 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
6 Hydrogenophaga atypica Bacteria; 
Hydrogenophaga. 
101 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
533233 534757 Ottowia thiooxydans Bacteria; 
Ottowia. 
101 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
536318 537802 Caminibacter profundus Bacteria; 
Caminibacter. 
101 gi| 265678638 |ref|NR_028943.1| Caminibacter 
619766 621178 Caminibacter 
Nautiliales; Nautiliaceae; Caminibacter. 
101 gi|265678555|ref|NR_028859.1| Herbaspirillum 
complete sequence 737948 739471 Herbaspirillum lusitanum 
Oxalobacteraceae; Herbaspirillum. 
101 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
756798 758254 Cupriavidus 
Burkholderiales; Burkholderiaceae; Cupriavidus. 
102 gi|265678511|ref|NR_028814.1| Thermaerobacter 
complete sequence 801287 802838 Thermaerobacter 
Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
101 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
sequence 822620 824161 Cupriavidus 


102 


-30 16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


102 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


101 


ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
247044 Bacteria_16S 


101 


strain N-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae 


247044 Bacteria_16S 


879234 879334 1 


102 


Burkholderi 

gi|265678494|ref 
Selenomonas. 

gi|265678493|ref 
Selenomonas. 


gi|265678470|ref 


827209 828732 Seleno: 


828783 830273 Seleno: 


ales; Burkho 
NR_028797.1 


NR_028796.1 


NR_028773.1 


lderiaceae; Cupriavidus. 
Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Bulleidia extructa 


862181 863659 Bulleidia extructa Bacteria; 


265678463 |ref 


gi 


Bulleidia. 
NR_028766.1 


Cupriavidus necator 


872811 874166 Cupriavidus necator Bacteria; 


; Cupriavidu 


265678459 |ref 


gi 


Ss. 


NR_028762.1 


marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcaceae; 
247044 Bacteria_ 
strain IMI 359870 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


247044 Bacteria_ 
taeniospiralis st 
taeniospiralis Bacteria; 


Hydrogenophaga. 


247044 Bacteria_ 
psychrophila stra 
psychrophila Bacteria; 


Simplicispira. 


247044 Bacteria_ 


strain Ter6 16S 
Proteobacteria; 


247044 Bacteria_ 


col 
Proteobacteria; 


247044 Bacteria_ 


13501 
Proteobacteria; 


247044 Bacteria_ 
tataouinensis TTB 


TTB310 Bacteria; 


247044 Bacteria_ 


colombiense DSM 
12261 Bacteria; 


247044 Bacteria_ 
metallidurans strain CH34 16S ribosomal RNA, 
metallidurans CH34 Bacteria; 


Cupriavidus. 


247044 Bacteria_ 
denitrificans strain K601 16S ribosomal RNA, 


denitrificans K6 
Alicycliphilus. 


247044 Bacteria_ 
stercoricanis str 
stercoricanis Bac 
247044 Bacteria_ 
strain 525 16S ribosomal RNA, partial sequence 


Proteobacteria; 


247044 Bacteria_ 


16S ribosomal 


16S ribosomal RNA, 


Prochlorococcus. 
942456 942504 52 101 gi 
16S ribosomal RNA, partial sequence 


16S 


16S 944019 944067 52 101 gi 


16S 945582 945630 52 101 gi 
acteria; Betaproteobacteria; Burkholde 
16S 947142 947190 52 LOL gi 


Proteobacteria; Betaproteobact 


16S 953379 953427 52 101 gi 


Proteobacteria; Betaproteobacter 
16S 1146328 1146376 52 101 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 
16S 1179636 1179684 52 101 
RNA, partial sequence 
Betaproteobacteria; Nitrosomonadales; N 
16S 1193193 1193241 52 101 gi 
complete sequence 
Burkholderiales; Al 
1197855 1197903 52 101 gi 
310 16S ribosomal RNA, partial sequenc 


gi 


Ox 
gi 


Betaproteobacteria; 
16S 


16S 
1 
Synergistetes; 
16S 


1200726 1200826 1 102 gi 
Synergistia; 
1338374 1338422 52 


Synergistal 
101 gi 


Proteobacteria; 


16S 1480875 1480923 52 101 gi 


01 Bacteria; Proteobacteria; 
16S 1623094 1623142 52 101 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
16S 1769256 1769304 52 101 gi 


E 


16S 1836107 1836155 52 101 gi 


265678417 


Betaproteobacteria; Burkholderiales; Comamonada 
247044 Bacteria_ 
strain 2 16S ribo 


riales; 
265678414 
rain 2Kl1 16S ribosomal RNA, partial sequence 
eria; 


265678410 
in CA 1 16S ribosomal RNA, partial sequence 
ia; 


253680759 
1145612 11470 


1192457 1193978 


2261 16S ribosomal RNA, partial sequence 
es; 
228721484 
partial sequence 

Betaproteobacteria; 


219878371 
partial sequ 
Betaproteoba 


219878461 
equence 

ri 
219878358 
1768558 17700 
psilonproteobacteria; Nautiliales; Nauti 
219878311 


94171 


94484 


Bu 


Burkho 


Nitro 


11971 


12000 
Synerg 


ence 
cteria; 


a; Burkh 


liaceae; 


ce 
265678416 
somal RNA, partial sequence 943283 944795 Hyd 
Betaproteobacteria; Burkholderiales; Comamonada 
247044 Bacteria_ 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 
Proteob 


ro 
ce 
265678415 


Comamo 


rkholderiales; 


omonadace 


ref|NR_028719.1 
ae; Comamonas. 
ref|NR_028718.1 
genophaga flava 
ae; Hydrogenoph 
ref|NR_028717.1 
6 946358 Hydro 
nadaceae; 


ref|NR_028712.1 
952645 954156 
lderiales; 


ref |NR_028007.1 


; Collimonas 
ref|NR_027566.1 
somonas eutroph 
ae; 
ref |NR_027537.1 
Bordetella. 
NR_027534.1 


ae; 
ref 


les; 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_027607.1 
1337638 133913 
Burkholderiales; 


ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


ref|NR_025600.1 
1622384 162383 
olderiales; Alc 
ref|NR_025497.1 


Nautilia. 
ref|NR_025450.1 


a 
Nitrosomonas. 


a hinzii LMG 


31 1198567 Ramlib 
Comamonadaceae; 


a 


Comamonas terrigena 


4 943232 Comamonas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 


aga. 


Hydrogenophaga 


genophaga pseudoflava 
Hydrogenophaga. 


Hydrogenophaga 
Hydrogenophaga 


Comamonadaceae; 


Simplicispira 
Simplicispira 


Comamonadaceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
alobacteraceae; 
228717704 
1178919 1180416 
itros 
228715722 
Bordetell 
caligenace 
228715504 
e 
Proteobacteria; Betaproteobacteria; Burkholderia 
228715386 


Nitrosomonas eutropha 
C91 Bacteria; 


Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 
acter tataouinensis 
Ramlibacter. 
Aminobacterium 
acterium colombiense DSM 
acterium. 

Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Sutterella 

8 Sutterella 

ligenaceae; Sutterella. 
Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Sterolibacterium 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


247044 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


ain Chol-1S 16S ribosomal RNA, 
teria; 


Proteobacteria; 


1878774 1878822 52 


101 


complet 
Betaproteobacte 


gi 


n CS-K2 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Betaproteobacteri 


e 
rd: 


sequence 
a; Rhodo 


219878282 
nce 


a; Burkhol 


1835368 183689 
cyclales; Rhodoc 


8 Sterolibacterium 
yclaceae; 


ref|NR_025421.1 
1878060 187954 
deriales; Burkho 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 


247044 Bacteria_ 


strain DSM 11334 
Proteobacteria; 


247044 Bacteria_ 


mannitolilytica 
mannitolilytica 
Ralstonia. 


247044 Bacteria_ 


nitrativorans st 
nitrativorans Ba 


247044 Bacteria_ 


strain Se-1111R 
Proteobacteria; 


247044 Bacteria_ 


16S 1897445 1897493 52 101 gi 
Betaproteobacteria; Burkholderiales; Al 
16S 1922816 1922864 52 101 gi 
s 
Bacteria; Proteobacteria; Betaproteobac 
16S 1936511 1936559 52 101 gi 
rain 23310 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobacte 
16S 1947235 1947283 52 101 gi 
1 
Betaproteobacteria; Burkholderiales; Al 


16S 1971285 1971333 52 101 gi 


219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
ca 
219878246 
train LMG6866 16S ribosomal RNA, partial 
te 


219878237 
eq 
ri 
219878230 
6S ribosomal RNA, partial sequence 1946525 19480 
ca 


ligenace 


sequenc 
ria; Bur 


uence 
a; Burkh 


ligenace 


219878214 


ref |NR_025404.1 


ae; Bordetella. 
ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025369.1 


ae; Bordetella. 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 


ref |NR_025353.1 
1970584 197204 


Bordetella trematum 


30 Bordetella trematum Bacteria; 
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247044 Bacteria_16S 


2898683 2898763 5 85 gi| 219856857 |ref|NR_024676.1| Micropruina 
n Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

2904818 2904918 1 102 gi|219856853|ref|NR_024672.1| Thermaerobacter 
n 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

2989859 2989956 1 101 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
6S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3026153 3026237 16 101 gi|219846906|ref|NR_026498.1| Phenylobacterium 

16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 

3218352 3218400 52 101 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
hingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

3350246 3350294 52 101 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
6S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

3589830 3589878 52 101 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 

ribosomal RNA, partial sequence 3589120 3590619 Ideonella dechloratans Bacteria; 
etaproteobacteria; Burkholderiales; Ideonella. 

3708059 3708159 1 102 gi|219846431|ref|NR_026022.1| Prosthecobacter 
in FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 
microbia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 

3770691 3770739 52 iO) gi|219846384|ref|NR_025975.1| Ralstonia syzygii 
ibosomal RNA, partial sequence 3769978 3771422 Ralstonia syzygii Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

3805402 3805450 52 101 gi|219846359|ref|NR_025950.1| Bordetella 
ain 522 16S ribosomal RNA, partial sequence 3804660 3806123 Bordetella 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

3806916 3806964 52 101 gi|219846358|ref|NR_025949.1| Bordetella 
rain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

3853978 3854026 52 101 gi|219846326|ref|NR_025916.1| Leptothrix discophora 
ibosomal RNA, partial sequence 3853246 3854730 Leptothrix discophora Bacteria; 
etaproteobacteria; Burkholderiales; Leptothrix. 

3961542 3961590 52 101 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
etaproteobacteria; Burkholderiales; Rubrivivax. 

3971900 3971948 52 101 gi|219846244|ref|NR_025834.1| Brachymonas 
ain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 

3973401 3973449 52 101 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

4037690 4037738 52 101 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 

16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
etaproteobacteria; Burkholderiales; Thiomonas. 

4060187 4060235 52 101 gi|219846180|ref|NR_025770.1]| Duganella 
ain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

4081515 4081563 52 101 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
etaproteobacteria; Burkholderiales; Tepidimonas. 

4176054 4176102 52 ibd gi|219846096|ref|NR_025686.1| Achromobacter spanius 
6S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

4177539 4177587 52 101 gi|219846095|ref|NR_025685.1| Achromobacter 
LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
a; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

4189783 4189831 52 101 gi| 219846083 |ref|NR_025673.1| Schlegelella 
s strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
s Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

4194381 4194429 52 101 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 


strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 


247044 Bacteria_16S 17203. 17286 17 101 gi| 265679052 |ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 45963 46058 5 101 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
247044 Bacteria_16S 47506 47605 1 101 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

247044 Bacteria_16S 61301 61400 1 101 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

247044 Bacteria_16S 67324 67407 iy 101 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

247044 Bacteria_16S 83758 83857 1 101 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

247044 Bacteria_16S 86785 86884 1 101 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

247044 Bacteria_16S 108136 108231 5 101 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

247044 Bacteria_16S 115883 115978 5 101 gi| 265678985 |ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

247044 Bacteria_16S 135698 135793 5 101 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

247044 Bacteria_16S 147678 147773 5 101 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

247044 Bacteria_16S 178262 178361 1 101 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
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bosomal RNA, partial sequence 


pelotrichi; Erysipelotrichales; Erysip 
198062 198145 17 101 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
212143 212226 17 101 gi 
S ribosomal RNA, partial sequence 211 
ridia; Clostridiales; Clostridiaceae; 
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ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

181252 181335 17 101 gi| 265678942 |ref|NR_029250.1| Clostridium 
ain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

182775 182873. 1 101 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
185917 186016 1 101 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 


eae. 
ref |NR_029239.1 
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ostridiaceae; Clostridium. 
ref|NR_029229.1| Clostridium baratii 
8 Clostridium baratii Bacteria; 
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ref|NR_029221. Peptococcus niger 
4 Peptococcus niger Bacteria; 


Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

247044 Bacteria_16S 225798 225893 5 101 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
247044 Bacteria_16S 227305 227400 5 101 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

247044 Bacteria_16S 228811 228906 5 101 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 


strain 47001 16S 


ribosomal RNA, partial sequence 


228138 229595 Mycobacterium obuense Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


247044 Bacteria_16S 230319 230414 5 101 gi| 265678909 |ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
247044 Bacteria_16S 245837 245932 5 101 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

247044 Bacteria_16S 262292 262387 5 101 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

247044 Bacteria_16S 268344 268439 5 101 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

247044 Bacteria_16S 297271 297366 5 101 gi| 265678862 |ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
247044 Bacteria_16S 309399 309498 1 101 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

247044 Bacteria_16S 333883 333978 5 101 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

247044 Bacteria_16S 353453 353536 17 101 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

247044 Bacteria_16S 354912 354995 17 101 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

247044 Bacteria_16S 371305 371388 17 101 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

247044 Bacteria_16S 386640 386687 53 101 gi|265678797|ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
247044 Bacteria_16S 395740 395839 1 101 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

247044 Bacteria_16S 404991 405086 5 101 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

247044 Bacteria_16S 415981 416064 17 101 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
247044 Bacteria_16S 440687 440738 49 101 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

247044 Bacteria_16S 456082 456181 1 101 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

247044 Bacteria_16S 457582 457681 1 101 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

247044 Bacteria_16S 463561 463644 17 101 gi|265678742|ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
247044 Bacteria_16S 469557 469652 5 101 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

247044 Bacteria_16S 478742 478837 5 101 gi| 265678732 |ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

247044 Bacteria_16S 480291 480386 5 101 gi|265678731|ref|NR_029036.1| Mycobacterium 


boenickei strain W5998 16S ribosomal RNA, partial sequence 


479623 481120 Mycobacterium boenickei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


247044 Bacteria_16S 
halichoeri strain 
halichoeri Bacteria; 
247044 Bacteria_16S 
strain CS1 16S ri 
Firmicutes; Lacto 
247044 Bacteria_16S 
strain FI-0169 16 


Mycobacterium avi 
247044 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 
247044 Bacteria_16S 
strain CIP 105566 
Proteobacteria; G 
247044 Bacteria_16S 
versmoldensis str 
versmoldensis Bac 
247044 Bacteria_16S 
strain P 513/19 1 
Proteobacteria; G 
247044 Bacteria_16S 
strain P 527/13 1 
Proteobacteria; G 
247044 Bacteria_16S 
pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 
247044 Bacteria_16S 
prausnitzii strai 
prausnitzii Bacteria; 
247044 Bacteria_16S 

strain CCUG 42773 


247044 Bacteria_16S 
impatiens strain 
Bacteria; Proteob 
Saccharospirillum. 
247044 Bacteria_16S 
holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 
247044 Bacteria_16S 
strain E846 16S r 


247044 Bacteria_16S 
rhizophila strain 
Bacteria; Proteob 
247044 Bacteria_16S 
acidiphila strain 
Bacteria; Proteob 
247044 Bacteria_16S 
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urinaehominis Bac 
247044 Bacteria_16S 
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Proteobacteria; G 
cloacae complex. 
247044 Bacteria_16S 
strain CK74 16S r 
Firmicutes; Clost 
247044 Bacteria_16S 
strain DSM 30039 
Proteobacteria; G 
247044 Bacteria_16S 
warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 
247044 Bacteria_16S 


ria; 


bacillales; 


teria; 


teria; 


ridia; 


n NSW 326 


497289 497388 1 


Firmicutes; 


514088 514171 17 


bosomal RNA, partial sequence 
Lactobacillaceae; 


530884 530979 5 


538523 538618 5 


train WA101 16S ribosomal RNA, 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 
546134 546233 
16S ribosomal RNA, 
ammaproteobacteria; 
550821 550904 
ain KU-3 16S ribosomal RNA, partial sequence 
Firmicutes; 


a 


17 


555324 555423 1 


556866 556965 1 


580997 581092 5 


in 17A317A3 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 


594602 594701 1 


Firmicutes; 


Clostridia; 


596096 596191 5 


605066 605165 1 


617473 617568 5 


624881 624976 5 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
um complex (MAC). 


M512/02/1 16S ribosomal RNA, partial 


6S ribosomal RNA, partial sequence 554659 55615 
ammaproteobacteria; Pseudomonadales; P 


6S ribosomal RNA, partial sequence 556201 55769 
ammaproteobacteria; Pseudomonadales; P 


n ATCC 27768 16S ribosomal RNA, partia 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
EL-105 16S ribosomal RNA, partial sequ 


acteria; Gammaproteobacteria; Oceanosp 


1406 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


101 gi|265678720|ref|NR_029025.1| Streptococcus 
sequence 496622 498127 Streptococcus 
Lactobacillales; Streptococcaceae; Streptococcus. 
101 gi|265678709|ref|NR_029014.1| Lactobacillus rossiae 
513446 514813 Lactobacillus rossiae Bacteria; 
Lactobacillus. 
101 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
530243 531694 Mycobacterium chimaera Bacteria; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
101 gi|265678693|ref|NR_028998.1| Mycobacterium 
partial sequence 537853 539333 Mycobacterium 
dae; Actinomycetales; Corynebacterineae; 

101 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Enterobacteriales; Enterobacteriaceae; Enterobacter. 

101 gi| 265678685 |ref|NR_028990.1| Lactobacillus 

550095 551652 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
101 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
seudomonadaceae; Pseudomonas. 

101 gi|265678681|ref|NR_028986.1| Pseudomonas poae 

2 Pseudomonas poae Bacteria; 
seudomonadaceae; Pseudomonas. 

101 gi| 265678665 |ref|NR_028970.1| Mycobacterium 

partial sequence 580337 581817 Mycobacterium 
; Actinomycetales; Corynebacterineae; 

101 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
1 sequence 593943 595404 Faecalibacterium 

Clostridiales; Ruminococcaceae; Faecalibacterium. 

101 gi|265678655|ref|NR_028960.1| Actinomyces funkei 

595455 596820 Actinomyces funkei Bacteria; 
nomycineae; Actinomycetaceae; Actinomyces. 

101 gi| 265678648 |ref|NR_028953.1| Saccharospirillum 
ence 604420 605869 Saccharospirillum impatiens 
irillales; Saccharospirillaceae; 

101 gi|265678640|ref|NR_028945.1| Mycobacterium 
nce 616795 618320 Mycobacterium holsaticum 
ales; Corynebacterineae; Mycobacteriaceae; 

101 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 

624219 625725 Mycobacterium palustre Bacteria; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
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649485 649568 17 


B2 16S ribosomal RNA, partial 
acteria; Alphaproteobacteria; Rhizobia 
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Firmicutes; 


662804 662903 1 


683970 684041 29 


ibosomal RNA, partial sequence 
Clostridiales; 


690137 690236 1 


691689 691788 1 


Proteobacteria; 


703643 703742 1 
strain ThSch 12 16S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
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265678618 
e 64884 
les; Beije 
265678617 
tial seque 
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265678580 
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247044 Bacteria_ 
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247044 Bacteria_ 
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247044 Bacteria_ 


sibirica strain Al2 16S ribosomal RNA, partial sequence 
Proteob 
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bacillales; Carnobacteriaceae; Granuli 
1067856 1067939 17 101 gi 
Al-18 16S ribosomal RNA, partial sequ 
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767437 76891 


770475 77198 


775183 77669 


818049 81950 


819558 82101 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
247044 Bacteria_16S 
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NR_028867.1 
0 728734 Thior 
rhodospirac 
NR_028863.1 
9 734742 Thioh 
Thio 
NR_028860.1 
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lucivorax Bacteria; 


Devosia neptuniae 


Cellvibrio japonicus 
oO. 

Streptococcus sinensis 
sinensis Bacteria; 
Mycobacterium 

811984 Mycobacterium 
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freundtii Bacteria; 
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247044 Bacteria_16S 
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247044 Bacteria_16S 
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ribosomal RNA, 
16S 1159838 1159937 1 
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247044 Bacteria_16S i 
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Proteobacteria; 
247044 Bacteria_16S 
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Proteobacteria; 
247044 Bacteria_16S 
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partial sequence 
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Clostridiales; Peptococcaceae; Desulfotomaculum. 
101 gi|228717037|ref|NR_027558.1| Anaerotruncus 
1183485 1184849 Anaerotruncus colihominis DSM 
Ruminococcaceae; Anaerotruncus. 
101 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
1184900 1186360 Yersinia mollaretii ATCC 43969 


Enterobacteriaceae; Yersinia. 
101 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
1186411 1187871 Yersinia intermedia ATCC 29909 
Enterobacteriales; Enterobacteriaceae; Yersinia. 
101 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 


101 gi|228715 


101 gi| 22871563 


strain DSM 44346 16S ribosomal RNA, partial sequence 


101 gi 


Enterobacteriales; 
942 
1189433 11908 
cteriales; 


1194029 1195514 Carbox 


12499 
Corynebacterineae; 


219846093 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 


4|ref|NR_027536.1 


ref|NR_025683.1 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Carboxydibrachium 
ydibrachium pacificum 


Thermoanaerobacterales; Thermoanaerobacteraceae; 
101 gi|219878254|ref|NR_025393.1| Mycobacterium 
1234868 1236341 Mycobacterium 
Actinomycetales; Corynebacterineae; 
101 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 


18 1251238 Mycobacterium kubicae 
Mycobacteriaceae; 


Mesoplasma corruscae 


strain ELCA-2 16S 


strain PYAN-1 16S 


Entomoplasmatales; 
1281977 1282028 49 


Entomoplasmatales; 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
247044 Bacteria_16S 


101 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


1278319 12798 
Entomoplasmataceae; 


gi 


1281261 12827 
Entomoplasmataceae; 


Mesoplasma. 
219846087 |ref 
49 Entomoplasma 
Entomoplasma. 


NR_025677.1 


247044 Bacteria_16S 


cellulosolvens 6 
Bacteria; 


Thermoanaerobacterales; 
247044 Bacteria_16S 
p- dysgalactiae strain ATCC 43078 16S 


dysgalactiae subs 


Firmicutes; 
247044 Bacteria_16S 
brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; 
Thermoanaerobacteraceae; 


1303126 1303225 1 


Clostridia; 
1313757 1313856 1 


1323082 1323181 1 


16S ribosomal RNA, 


101 gi 
Eubacteriaceae; 


101 gi 


101 gi 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; 


Streptococcaceae; 


247044 Bacteria_16S 
silvestris strain 
Proteob 
247044 Bacteria_16S 
nodulans strain O 


Bacteria; 


nodulans ORS 2060 
Methylobacterium. 


247044 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; 


doudoroffii strai 


doudoroffii Bacteria; 
247044 Bacteria_16S 

50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromonadales; 
247044 Bacteria_16S 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium co: 
247044 Bacteria_16S 
strain SW32 16S ribosomal RNA, partial sequence 


bryozoorum strain 
Bacteria; Proteob 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


G 


Streptococcus. 
1380745 1380828 17 


1397227 139731017 


1412208 1412307 1 
1455104 1455203 1 
Proteobacteria; 


1462541 1462640 1 


1476126 14762215 


1483828 1483927 1 


BL2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
247044 Bacteria_16S 
n MBIC1298 16S ribosomal RNA, partial 

Gammaproteobacter 


219846514 
16S ribosomal RNA, partial sequence 1302478 13039 
Clostridiales; 
228718892 
partial sequence 
Firmicutes; 
Thermoanaerobacter. 
228715345 
ribosomal 


ref|NR_026106.1 


Eubacterium. 
ref|NR_027577.1 
131309 


ref|NR_027517.1 
RNA, partial seq 
Firmicutes; 


Clostridia; 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 
somnilux Bacteria; 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Thermoanaerobacter 
4 1314606 


Streptococcus 
uence 1322385 1323890 


Lactobacillales; 


101 gi|228717274|ref|NR_027561.1| Methylocella 
1380115 1381523 Methylocella silvestris BL2 
Beijerinckiaceae; Methylocella. 

101 gi|228715764|ref|NR_027539.1| Methylobacterium 


RS 2060 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


101 gi 


101 gi 


sequence 


iO gi 


101 gi 


224581450 
1411537 14130 


ia; Aeromonadales; 
224581411 
ence 14618 


219878445 
1 sequence 


1396599 139803 
Rhizobiales; Met 
ref|NR_027234.1 
Alg 
ref|NR_027198.1 

1454432 145591 
Aeromon 
ref|NR_027192.1 
62 1463368 Marino 
Alteromonadaceae; 
ref|NR_025584.1 

1475465 147693 


3 Methylobacterium 
hylobacteriaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 
seudoalteromonadaceae; 
224581417 


icola. 

Oceanimonas 

5 Oceanimonas 
adaceae; Oceanimonas. 
Marinobacter 

bacter bryozoorum 
Marinobacter. 
Mycobacterium avium 
6 Mycobacterium avium 


Actinomycetales; Corynebacterineae; 
mplex (MAC). 
101 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 


1483159 1484653 Kushneria marisflavi Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 


247044 Bacteria_16S 


9187 strain TA 4r 16S ribosomal RNA, 


1495889 1495988 1 


101 gi 
complete sequence 


219846691 


ref 
14952 


NR_ 
67 1496682 Tolumo 


026283.1 


Bacteria; 


Actinomadura. 


247044 Bacteria_16S 
canariasense stra 
canariasense Bact 


Mycobacteriaceae; 


247044 Bacteria_16S 
ruminatorw: 
rumin 
247044 Bacteria_16S 
strain T4 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
247044 Bacteria_16S 


subsp. 
equi subsp. 


litoralis strain 


litoralis Bacteri 
247044 Bacteria_16S 
strain CMS 38 16S 
G 
247044 Bacteria_16S 
strain CMS 35 16S 
G 
247044 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain IBS S6874 
Proteobacteria; 


lacusfryxellense 
lacusfryxellense 


247044 Bacteria_16S 
echinoides strain 
echinoides Bacter 
247044 Bacteria_16S 


rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 


247044 Bacteria_16S 


strain DSM 44222 


strain DSM 44515 


Mycobacteriaceae; 


247044 Bacteria_16S 
cardiffensis strain CCUG 44997 16S ribosomal RNA, parti 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae 


Actinomycetaceae; 


247044 Bacteria_16S 
halodurans strain 
Proteob 
247044 Bacteria_16S 


Bacteria; 


strain SE3104 16S 


sulfidifaciens st 
sulfidifaciens Ba 


247044 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


247044 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


247044 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


Proteob 
247044 Bacteria_16S 
strain JCM3369 16 
Actinobacteria; Actinobacteridae; Actinomycetales; 


G 
247044 Bacteria_16S 


acteria; Gammaproteobacteria; Aeromona 
1527474 1527569 5 101 gi 
S ribosomal RNA, partial sequence 
Stre 


1560681 1560776 5 101 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
1609489 1609588 1 101 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1629059 1629142 17 101 gi 
osomal RNA, partial sequence 


, 


11 


1633652 16337511 101 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1642755 1642854 1 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644316 16444151 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1645862 1645961 1 101 gi 


, 


se 


se 


ammaproteobacteria; Aeromonadales; Aer 
1683960 1684043 17 101 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1703910 1703993 17 101 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1726642 17267375 101 gi 
DSM 44223 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

1728181 17282765 


rt 
tr 


s 
a; 


101 gi 
ne 


1729718 1729813 5 101 gi 


ne 


1731230 17313255 101 gi 


partial s 


Mycobacterium. 


1738842 17389375 101 gi 
al 


, 
Actinomyces. 


1766232 17663311 101 gi 

34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1851458 1851556 2 101 gi 
ribosomal RNA, partial sequence 


en 
al 


Rh 
1854394 1854493 1 101 gi 
rain CCUG 44365 16S ribosomal RNA, parti 
cteria; Firmicutes; Lactobacillales; Aer 
1868123 1868206 17 101 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


eq 
ct 


1901832 19019275 101 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 


ia 
e; 


da 
219857435 
1526835 15282 
pt 


219846147 
eq 


219878470 
pa 


219878457 
1628419 16298 
eL 
219878454 
eq 


219878448 
1642082 16435 


219878447 
1643643 16451 


219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 
219878419 


219878405 


219878390 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
247044 Bacteria_16S 219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
247044 Bacteria_16S 
moriokaense strain DSM 44221 16S ribosomal RNA, 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 


219878387 
Actinomyc 


219878382 


219878360 


219878301 
1850849 18521 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 219878298 


219878289 


219878262 


les; Aeromonadaceae; To 
ref|NR_025023.1 
88 Actinomadura 
osporangineae; Thermomo 
ref |NR_025737.1 
1560055 156148 


cetales; Coryne 


uence 
Actinomy 


ref 
quen 
rept 

ref 


NR_025609.1 
ce 160886 
ococcaceae; 
NR_025596.1 


rtial se 
ales; St 


nckiaceae; Methylocella. 
ref|NR_025593.1 

1632974 163447 
dales; 


ref|NR_025587.1 


uence 
Aeromona 


udomonadacea 


ref 


e; Pseudomo 
NR_025586.1 
udomonadacea 
ref 


e; Pseudomo 
NR_025585.1 


Aeromonas. 
NR_025558.1 
168328 
Clostridiaceae; 
ref|NR_025544.1 
1703281 170468 
ales; Methylocys 
ref|NR_025529.1 
1725987 172747 


ales; Corynebact 


e; 
ref 
ial sequence 


idiales; 


equence 
Rhizobi 


uence 
inomycet 


, 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


bacterin 


bacterin 
equence 
ref|NR_025521.1 


e 1738160 173968 
cetales; Actino 


sequenc 
Actinomy 


ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025440.1 


ce 17655 
es; Ecto 


llac 
ref 
nce 


odospiri eae; Roseosp 
NR_025437.1 
185372 

ae; Globicatella 
ref |NR_025428.1 
1867493 186885 


izobiales; Beije 


al seque 
ococcace 


uence 
eria; Rh 
ref|NR_025401.1 
1 sequence 1901160 190257 
Actinomycetales; Actino 


1903309 1903408 1 101 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; 


gi 


Facklamia. 


219878261 
1902626 1904030 Facklamia miroungae Bacteria; 


ref |NR_025400.1 


1 


b 


Aeromonad 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Actinomadura yumaensis 


yumaensis Bacteria; 
n 


osporaceae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Methylocella tundrae 


34 Methylocella tundrae Bacteria; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
n 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
n 


as. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Actinomyces 
1 Actinomyces 


mycineae; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 

Globicatella 

6 1855215 Globicatella 
Chelatococcus 

8 Chelatococcus 

rinckiaceae; 


Actinomyces 
5 Actinomyces 
mycineae; 


Facklamia miroungae 


247044 Bacteria_ 


marimammalium str 
marimammalium Bac 


Actinomycetaceae; 
247044 Bacteria_ 


strain CCUG 41706 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


247044 Bacteria_ 


urogenitalis stra 
urogenitalis Bact 


Actinomycetaceae; 
247044 Bacteria_ 


strain EDIV 16S r 
Proteobacteria; Alphaproteobacteria; 


247044 Bacteria_ 


strain CK58 16S r 
Clost 


Firmicutes; 
247044 Bacteria_ 
strain 581 
Firmicutes; 


strain DSM 5000 1 
Proteobacteria; 


Serratia. 


247044 Bacteria_16S 


strain DSM 30063 
Proteobacteria; 


strain DSM 4576 1 
Proteobacteria; 


strain DSM 4594 1 
Proteobacteria; 


proteus strain 42 
Bacteria; 


strain $3/2-161 1 
Proteobacteria; 


strain S1/1-984 1 
Proteobacteria; 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
247044 Bacteria_16S 


strain LMG 317541 
Proteobacteria; 


carotovorum subsp 


Pectobacterium carotovorum subsp. odorif 


Enterobacteriales 


247044 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


247044 Bacteria_16S 
rain B1616/1 16S ribosomal RNA, partia 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 


247044 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


247044 Bacteria_16S 


16S r 
Bacil 
247044 Bacteria_16S 


G 
247044 Bacteria_16S 
proteamaculans st 
proteamaculans Ba 


G 
247044 Bacteria_16S 


G 
247044 Bacteria_16S 


G 
247044 Bacteria_16S 


Proteob 
247044 Bacteria_16S 


G 
247044 Bacteria_16S 


G 
247044 Bacteria_16S 


G 
247044 Bacteria_16S 


16S 1910532 19106275 101 gi 


Actinomyces. 
16S 1951839 19519345 101 gi 
16S ribosomal RNA, partial sequence 

16S 1954773 1954868 5 


101 gi 


Actinomyces. 
16S 1956203 1956286 17 101 
ibosomal RNA, partial sequence 


gi 


Sphingomonadales; 
1972770 1972853 17 101 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 1974329 1974428 1 101 gi 
ibosomal RNA, partial sequence 
lales; Planococcaceae; 
1988421 1988520 1 


16S 


Marinibacillus. 
101 gi 


ammaproteobacteria; Enterobacteriales; 
1989969 1990068 1 101 gi 
cteria; Proteobacteria; 
1991517 1991616 1 101 
16S ribosomal RNA, partial sequence 


ammaproteobacteria; Enterobacteriales; 
1993060 1993159 1 101 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
1996143 1996242 1 101 gi 


ammaproteobacteria; Enterobacteriales; 
2000761 2000860 1 101 gi 
16S ribosomal RNA, partial sequence 

2005374 2005473 1 101 gi 
ammaproteobacteria; Enterobacteriales; 
2006920 2007019 1 101 gi 


ammaproteobacteria; Enterobacteriales; 
2016005 2016088 17 101 gi 
16S ribosomal RNA, partial sequence 
Sphingomonadales; 
2023432 2023483 49 101 gi 
16S ribosomal RNA, partial sequence 


2026452 2026551 1 101 gi 
16S ribosomal RNA, partial sequence 


2027895 2027994 1 
odoriferum strain LMG 17566 


101 gi 


; Enterobacteriaceae; Pectobacterium. 


2033857 2033952 5 101 gi 
ATCC 19420 16S ribosomal RNA, partial 


Mycobacterium. 


2041602 20417011 101 gi 


cteria; Proteobacteria; Gammaproteobac 


2044737 2044836 1 101 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; X 
2052548 2052643 5 101 gi 


ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 


in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


rain DSM 4543 16S ribosomal RNA, parti 
Gammaproteobac 


6S ribosomal RNA, partial sequence 1995493 19 


acteria; Gammaproteobacteria; Enteroba 


6S ribosomal RNA, partial sequence 2004699 20 


6S ribosomal RNA, partial sequence 2006247 20 


ammaproteobacteria; Aeromonadales; Aer 


16S ribo 
erum Bacteria; 


a; Actinobacteria; Actinobacteridae; Act 


219878256 
ia 
e; 


219878227 


no 
219878225 
al 


, 


219878224 


1955571 19570 
hingomon 


Sp 
219878213 


1972100 19735 
ostridiu 


cl 
219878212 


1973642 19751 


219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 
219878202 
al sequenc 
teria; 


219878201 


1990842 19923 


Enterobac 
219878200 


6S ribosomal RNA, partial sequence 1992387 19938 


Enterobac 
219878198 
969 

Enterobac 
219878195 
20000 
cteriales; 
219878192 
061 

Enterobac 
219878191 
077 

Enterobac 
219878185 
20153 
Sphingomon 
219878180 
20227 
aulobacter 
219878178 
20257 
omonadacea 
219878177 
somal RNA, 


219878172 
sequence 
inomycet 


219878167 
1 sequence 
teria; Xan 


219878165 
20440 
anthomonad 
219878157 


elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


1 sequen 
Actinomycet 


19511 
mycineae 


sequenc 
Actinomy 


Ent 


ref 


ref 


, 
ref 


ref 


ref 


m. 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


adac 
ref 


acea 
ref 


e; 


ref 


par 


ref 


ales 


ref 


ref 


acea 


ce 1909867 19112 


63 1952590 Actin 
Ac 


e 1954098 19555 


ceta 


16 Sphingomonas 
adac 


teri 


e 1989290 19907 
erob 


96 2001585 Obesu: 
Ent 


75 2016816 Caulo 


70 2024208 Ca 


59 2027165 Ae 
Aeromonas. 


2033216 20347 


2040918 204243 
thomonadales; 


NR_025395.1 
8 


ales; Actin 


NR_025366.1 
tinomycetac 
NR_025364.1 


2 
Actino: 


les; 
NR_025363.1 
eae; Sphing 
NR_025352.1 
NR_025351.1 


NR_025342.1 


aceae; Tatu 
NR_025341.1 
9 
acteriales; 


NR_025340.1 


aceae; Serra 
NR_025339.1 


aceae; Serra 
NR_025337.1 


aceae; Rahne 
NR_025334.1 


erobacteriac 
NR_025331.1 


aceae; Butti 
NR_025330.1 


aceae; Butti 
NR_025324.1 
b 
eae. 
NR_025319.1 
ulob 
e; Caulobact 
NR_025317.1 
romo 


NR_025316.1 
tial sequenc 


NR_025311.1 
0 
ao 


; Corynebac 


NR_025306.1 
Xa 
NR_025304.1 


e; Luteimona 


ref 


fo} 


O: 
e 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Actinomyces 

0 Actinomyces 


mycineae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 
fo) 


monas. 
Clostridium akagii 


91 Clostridium akagii Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
mella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 
teri 


hone om 
Serratia fonticola 


76 Serratia fonticola Bacteria; 
teri 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
teri 


lla. 
Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Buttiauxella izardii 


96 Buttiauxella izardii Bacteria; 
teri 


auxella. 
Buttiauxella gaviniae 


41 Buttiauxella gaviniae Bacteria; 
teri 


auxella. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Caulobacter henricii 
acter henricii Bacteria; 
er. 

Aeromonas popoffii 

nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


nthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 


Ss. 


NR_025296.1 


Mycobacterium 


2051875 2053391 Mycobacterium 


247044 Bacteria_16S 


roseopersicina strain DSM 229 16S ribosomal RNA, partial 
roseopersicina Bacteria; 


247044 Bacteria_16S 


strain T9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


247044 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
247044 Bacteria_16S 
pinnipedii strain 


247044 Bacteria_16S 


DSM 4568 16S ribosomal R 


Gammaproteobacteria; 
247044 Bacteria_16S 
strain TF-12 16S 
Firmicutes; 
247044 Bacteria_16S 
strain TF-11 16S 
Firmicutes; 
247044 Bacteria_16S 


microaerophila strain AL 
microaerophila Bacteria; 


Thioalkalispira. 
247044 Bacteria_16S 
africanum strain 
africanum Bacteria; 
Mycobacteriaceae; 
247044 Bacteria_16S 
scrofulaceum strain 


Mycobacteriaceae; 
247044 Bacteria_16S 
tokaiense strain 
tokaiense Bacteria; 
Mycobacteriaceae; 
247044 Bacteria_16S 
poriferae strain 
poriferae Bacteria; 
Mycobacteriaceae; 
247044 Bacteria_16S 


strain ATCC 19422 16S ribosomal 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


247044 Bacteria_16S 


strain ATCC 51384 16S ribosomal 
Actinobacteria; Actinoba 


247044 Bacteria_16S 
strain MUP 1182 16S 


Actinobacteria; Actinoba 


247044 Bacteria_16S 
strain ATCC 927 16S 


Actinobacteria; Actinoba 


247044 Bacteria_16S 


hongkongensis strain HKU 
hongkongensis Bacteria; 


Actinomycetaceae; 
247044 Bacteria_16S 
fermentum strain 
Bacteria; 
247044 Bacteria_16S 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


247044 Bacteria_16S 
extremorientalis 
extremorientalis 
Pseudomonas. 

247044 Bacteria_16S 


Bac 


6482 1 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


ribosomal RNA, 
Bacillales; 


ribosomal RNA, 
Bacillales; 


ATCC 25420 16S 


Mycoba 


ATCC 27282 16S 


ATCC 35087 16S 


2061701 2061800 1 


2086180 2086279 1 


2090639 20907345 


2112031 21121265 


2121098 2121197 1 


Enterobacteriales; 
2124123 21242221 


Bacillaceae; 
2125679 2125778 1 


Bacillaceae; 
2127210 2127309 1 


2128703 2128798 5 


2130181 21302765 


ATCC 


2131686 21317815 


2133189 21332845 


2134703 2134798 5 


2136220 2136315 5 


2148255 2148350 5 
ribosomal RNA, 


2164895 2164990 5 


ribosomal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Corynebacterin 


2183143 21832385 


2190787 2190886 1 


2217933 2218028 5 


2219465 2219564 1 
teria; 


2234621 22347201 


Proteobacteria; 


partial sequence 
Bacillus. 


partial sequence 
Bacillus. 


EN 1 16S ribosomal RNA, 
Proteobacteria; 


Proteobacteria; 


101 


101 


101 


101 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


101 


NA, partial sequence 2120505 2121907 Cedec 
Enterobacteriaceae; 


101 


101 


101 


101 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycet 
cterium; Mycobacterium tuberculosis compl 


101 


19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


101 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


101 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


101 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


101 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterin 


101 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterin 


101 


101 


8 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
Actinomyces. 


101 


Z-7984 16S ribosomal RNA, partial sequence 21901 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


101 


101 


101 


partial sequence 
Gammaproteobacteria; 


gi|219878149 


gi|219878132 
2085504 20870 
gi|219878129 


219857660 
21113 


gi 


gi| 219857654 
Cedec 
gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


gi| 219857650 
Chr 


219857649 
sequence 


gi 


219857648 
sequenc 


gi 


219857647 
sequence 


gi 


219857646 
sequence 


gi 


219857645 
21340 
Cory 


gi 


219857644 
21355 


gi 
gi|219857636 


gi| 219857625 


gi|219857611 


Actinom 


gi| 219857605 


219857587 
22172 


gi 


gi|219857586 


strain KMM 3447 16S ribosomal RNA, partial sequence 221879 
Gammaproteobacteria; P 


sequence 


Gammaproteobacteria; Chromatiales; 


Alcanivoracaceae; 


sequence 
Actinomycetales; 


Actinomycetales; 


ref|NR_025288.1 


ref 


NR_025271.1 


ref |NR_025268.1 


ref |NR_025249.1 


ref |NR_025243.1 
ea. 


ref|NR_025241.1 


ref|NR_025240.1 


ref |NR_025239.1 
2126557 212798 
omatiales; 


ref|NR_025238.1 

2128040 212947 
ales; 
ex. 
ref|NR_025237.1 
e 2129523 213098 


ref|NR_025236.1 
2131039 213248 
ales; Corynebact 


ref|NR_025235.1 
2132540 213398 
ales; Corynebact 


ref |NR_025234.1 
40 2135523 Mycoba 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025200.1 
182453 218387 
ycetales; Actino 


ND 


ref|NR_025193.1 
08 2191561 Amphib 


ref|NR_025175.1 
72 2218741 Mycoba 
Mycobacteri 
ref|NR_025174.1 


seudomonadales; 


gi| 219857576 


costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 


ea davisae Bacteria; 


Lamprocystis 


2061023 2062415 Lamprocystis 
Chromatiaceae; Lamprocystis. 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Mycobacterium 


2089993 2091437 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


81 2112761 Mycobacterium pinnipedii 
Corynebacterineae; Mycobacteriaceae; 


Cedecea davisae strain 
Proteobacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Thioalkalispira 
9 Thioalkalispira 


Ectothiorhodospiraceae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
8 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 


nebacterineae; Mycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Actinomyces 

7 Actinomyces 

mycineae; 


Amphibacillus 
acillus fermentum 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Pseudomonas 

2 2220307 Pseudomonas 
Pseudomonadaceae; 


ref|NR_025164.1 
2233956 223544 


Pseudomonas 
7 Pseudomonas 


costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
247044 Bacteria_16S 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; 
247044 Bacteria_16S 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; 
247044 Bacteria_16S 
strain ATCC 33638 
Bacteria; 
247044 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 
Yersinia. 

247044 Bacteria_16S 
strain ATCC 29178 
Firmicutes; 
247044 Bacteria_16S 


strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
247044 Bacteria_16S 
strain FI-13295 1 


247044 Bacteria_16S 


sulfidophilum strain BR4 16S ribosomal RNA, 
sulfidophilum Bacteria; 


247044 Bacteria_16S 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequen 
australiense Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


247044 Bacteria_16S 


strain IL371 16S ribosomal RNA, partial sequence 


s Bacteria; 


Lactobacillales; 


2239205 22393041 


2240716 2240815 1 


2242227 22423261 


2243738 2243837 1 


2259042 2259141 1 


2310742 2310837 5 


2327460 2327555 5 


2339369 2339467 1 


Firmicutes; 
2359130 23592105 


2389536 2389619 17 


Clostridia; 


101 


101 


101 


101 


101 


101 


101 


101 


85 


101 


gi 


2238534 22399 


Gammaproteobacteria; Enterobacteriales; Enterobac 


gi 


2240045 22415 


Gammaproteobacteria; Enterobacteriales; Enterobac 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


s strain ATCC 29833 16S ribosomal RNA, 
Proteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


gi 


2310109 23115 
Streptosporang 


gi 


gi 


gi 


gi 


2388858 23902 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


247044 Bacteria_16S 


strain GB6 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


247044 Bacteria_16S 


psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; 


Methylobacter. 
247044 Bacteria_16S 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequen 
olivapovliticus Bacteria; 


247044 Bacteria_16S 


peptonophila strain KCTC 9740 16S ribosomal RNA, partial 


peptonophila Bacteria; 
247044 Bacteria_16S 


subsp. pectinolytica strain 34mel 16S ribosomal 


salmonicida subsp 
Aeromonadaceae; 
247044 Bacteria_16S 
strain JSS-26 16S 


247044 Bacteria_16S 
strain JSS-7 16S 


247044 Bacteria_16S 
strain ATCC 33531 
Bacteria; 
247044 Bacteria_16S 


putrefaciens strain DSM 1291 16S ribosomal RNA, 


putrefaciens Bacteria; 
247044 Bacteria_16S 


strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 25069 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 


247044 Bacteria_16S 


strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 25312 
Clostridia; 


Firmicutes; 
247044 Bacteria_16S 


2427643 2427742 1 


2439677 2439776 1 
Proteobacteria; 
2448854 2448953 1 


Firmicutes; 
2451917 2452016 1 


Firmicutes; 
2456453 2456552 1 


2459387 2459470 17 


2460878 2460961 17 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


2462421 24625201 


2463905 2463988 17 
Firmicutes; 
2506156 2506255 1 
2530412 2530495 17 


Clostridiales; 
2626461 2626545 1 


Bacillales; 


Clostridia; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


- pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


219857573 


219857572 


219857571 


219857570 


219857560 


219857522 


219857511 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857502 


complete sequence 
Clostridiales; 


219857488 


219857467 


bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 


22415 


partial s 
Gammaproteobacteria; 


22583 
Streptococcus. 


He 


Actinomy 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


94 Yersinia 
teriaceae; 


05 Yersinia 
teriaceae; 


equence 
Enterobacteriales; 


29 Actinomadura 
ineae; 


2338702 23402 
liobacteriaceae; 


ce 2358483 23599 
cetales; Propionibacterineae; 


NR_025161.1 


Yers 
NR_025160.1 


Yers 
NR_025159.1 


NR_025158.1 
22430 


NR_025148.1 


NR_025110.1 


NR_025099.1 


77 Mycobacterium 


NR_025090.1 


NR_025076.1 


NR_025055.1 


6 


1 


5 


Yersinia rohdei strain 


rohdei Bacteria; 
inia. 


Yersinia pestis strain 


pestis Bacteria; 
inia. 


Yersinia kristensenii 


56 2243016 Yersinia kristensenii 
Enterobacteriaceae; 


Yersinia. 

Yersinia 
7 2244527 Yersinia 
Enterobacteriaceae; 


Streptococcus iniae 


45 2259880 Streptococcus iniae Bacteria; 


Actinomadura mexicana 
mexicana Bacteria; 


Thermomonosporaceae; 


Mycobacterium doricum 
doricum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Propionibacterium 
1 Propionibacterium 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


101 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
2427049 2428344 Oceanimonas baumannii Bacteria; 
omonadaceae; Oceanimonas. 
101 gi|219857428|ref|NR_025016.1| Methylobacter 
complete sequence 2438995 2440521 Methylobacter 
Gammaproteobacteria; Methylococcales; Methylococcaceae; 
101 gi|219857420|ref|NR_025008.1| Alkalibacterium 
ce 2448175 2449681 Alkalibacterium 
Lactobacillales; Carnobacteriaceae; Alkalibacterium. 
101 gi|219857418|ref|NR_025006.1| Seinonella 
sequence 2451243 2452743 Seinonella 
Thermoactinomycetaceae; Seinonella. 
101 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
RNA, partial sequence 2455783 2457213 Aeromonas 


Gammaproteobacteria; Aeromonadales; 
101 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
2458757 2460197 Sphingomonas koreensis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
101 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
2460248 2461689 Sphingomonas aquatilis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
101 gi|219857408|ref|NR_024996.1| Raoultella planticola 
2461740 2463175 Raoultella planticola 
Enterobacteriaceae; Raoultella. 
101 gi| 219857407 |ref|NR_024995.1| Clostridium 
partial sequence 2463226 2464712 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
101 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
thiorhodospiraceae; Alkalispirillum. 
101 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
15 Clostridium gasigenes Bacteria; 
Clostridiaceae; Clostridium. 
85 gi|219857247|ref|NR_024877.1| Tessaracoccus 


2625807 2627271 Tessaracoccus 


bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 


247044 Bacteria_16S 


strain CDC 0876-58 16S ribosomal RNA, partial sequence 


Bacteria; 
247044 Bacteria_16S 
strain CIP 103464 


247044 Bacteria_16S 


multivorans strain DM13 16S ribosomal RNA, partial sequence 26607 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
247044 Bacteria_16S 


strain IM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 


247044 Bacteria_16S 


parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequen 
parasanguinis ATCC 15912 Bacteria; 


247044 Bacteria_16S 
sanguinis strain 
sanguinis Bacteria; 
247044 Bacteria_16S 


strain 15-1 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
247044 Bacteria_16S 


baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
247044 Bacteria_16S 
strain IFO 12702 


247044 Bacteria_16S 
strain ATCC 12775 


247044 Bacteria_16S 
echinoides strain 


Sphingomonas. 
247044 Bacteria_16S 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


stanieri Bacteria; 
Marinobacterium. 
247044 Bacteria_16S 


strain JCM9731 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
247044 Bacteria_16S 


oligophenolica 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


247044 Bacteria_16S 


nitritogenes strain JCM 6485 16S ribosomal RNA, 
Clostridia; 


nitritogenes Bacteria; 
247044 Bacteria_16S 
minutulum strain 


247044 Bacteria_16S 


brevicatena strain YU 720-21 16S ribosomal RNA, 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
247044 Bacteria_16S 


strain JCM1235 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


247044 Bacteria_16S 


strain JCM1237 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


247044 Bacteria_16S 


strain JCM6051 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


cloacae complex. 
247044 Bacteria_16S 


strain 176 16S ribosomal RNA, partial sequence 
Streptococcaceae; 


Firmicutes; 
247044 Bacteria_16S 


Firmicutes; 


Lactobacillales; 


2635528 2635627 1 


2640164 2640259 5 


2661406 2661489 17 


2662790 2662873 17 


2664218 2664317 1 


2665780 2665879 1 


2712270 2712369 1 


Bacillaceae; 
2746790 2746885 5 


2826473 2826568 5 


2855671 2855770 1 


2864920 2865003 17 


ATCC 14820 16S ribosomal RNA, 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


2866469 2866568 1 


2880624 2880723 1 

Bacillaceae; 
2885206 2885289 17 
2886611 2886694 17 
Firmicutes; 


2927685 2927784 1 


2944258 2944353 5 


2948885 2948984 1 


2950373 2950472 1 


2953372 29534711 


2962364 2962463 1 


2963913 2964012 1 


Firmicutes; 


Bacillus. 


Bacillus. 


101 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


101 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


101 


101 


101 


101 


ATCC 10556 16S ribosomal RNA, partial sequence 
Lactobacillales; 


101 


101 


101 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sp 


101 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


101 


101 


101 


101 


Sphingomonadales; Sphingomon 


101 


101 


ATCC 19193 16S ribosomal RNA, partial sequence 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


101 


101 


101 


101 


101 


101 


strain STR Tl 16S ribosomal RNA, partial sequence 


Firmicutes; 


Lactobacillales; 


Streptococcaceae; 


Lactobacillales; S 


Streptococcaceae 


partial sequence 


partial sequence 
Clostridiales; 


partial sequence 


Streptococcus. 


gi| 219857234 
26348 


219857231 
26395 


gi 


gi| 219857216 
Hypho: 
gi| 219857215 
2662145 26634 


gi] 219857214 


gi]219857213 
gi|219857180 
2711598 27129 


gi| 219857156 


gi| 219856906 
gi| 219856887 
28549 
gi|219856881 
Sphingo 
gi| 219856880 
Alteromon 


gi|219856871 
2879945 28814 


gi| 219856866 
2884576 28858 


gi|219856865 


Eub 
gi| 219856838 


Oceanosp 
gi| 219856827 


Actinomyc 


gi| 219856824 
2948221 29496 


gi| 219856823 
2949709 29511 


gi| 219856821 
2952708 29541 


gi|219856815 
2961676 29631 


Actinomycetales; 


ref |NR_024862.1 
Enterobacteriac 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref |NR_024843.1 


e; Methylopila. 
ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 

2665089 266654 
; Streptococcus. 
ref|NR_024808.1 


ref |NR_024784.1 

2746146 274749 
Coryne 
ref|NR_024727.1 
orichthyaceae; S 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


ref|NR_024699.1 
2865789 286730 
adales; Alteromo 


ref|NR_024690.1 


ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref|NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref |NR_024646.1 
2943614 294507 
etales; Frankine 


ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 
29 Enterobacter 
teriaceae; Enter 


ref|NR_024634.1 
71 Streptococcus 


gi| 219856814 


Citrobacter werkmanii 


42 2636362 Citrobacter werkmanii 


eae; Citrobacter. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Pseudomonas flectens 
monas flectens Bacteria; 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Marinobacterium 
5 Marinobacterium 


nadaceae; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 

Eubacterium 
8 Eubacterium 
acterium. 
Marinospirillum 
7 Marinospirillum 
ospirillum. 
Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Streptococcus porcinus 
porcinus Bacteria; 


ref|NR_024633.1 


Streptococcus canis 


2963222 2964720 Streptococcus canis Bacteria; 


Streptococcus. 


247044 Bacteria_16S 
phosphovorus stra 
phosphovorus Bact 
Propionibacteriaceae; 
247044 Bacteria_16S 

polyendosporus st 
polyendosporus Bacteria; 
247044 Bacteria_16S 


strain M-29c 16S 
Firmicutes; 


strain 1144-97 16 
Firmicutes; Lacto 


amylolytica strai 


Succinimonas. 


247044 Bacteria_16S 


strain S369-98-1 
Firmicutes; 


strain K 16S ribo 


histidinovorans s 


histidinovorans Bacteria; 
247044 Bacteria_16S 
ain M1975/96/1 16S ribosomal RNA, partial sequen 
Lactobacillales; 


balaenopterae str 
balaenopterae Bac 


247044 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


247044 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


247044 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


247044 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; 


strain LMG 8670 1 
Proteobacteria; G 


strain IFO 10550 


strain IFO 15498 


lipolytica strain 
Bacteria; Firmicu 


247044 Bacteria_16S 


strain LMG 2142 1 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


247044 Bacteria_16S 


strain BN6 16S ri 
Proteobacteria; A 


247044 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


247044 Bacteria_16S 


strain DSM 44183 


Lactobacillales; 
247044 Bacteria_16S 


2968461 2968541 5 


Microlunatus. 
3029252 3029335 17 


Firmicutes; 
3038423 3038522 1 


3041467 3041566 1 


3058261 3058360 1 
Proteobacteria; 


3064338 3064437 1 


3071652 3071735 17 


3088266 3088365 1 


Firmicutes; 
3089816 3089915 1 


teria; Firmicutes; 
3127331 3127414 17 
ZV-622 
ia; 
3128819 3128902 17 
n IFAM 
ria; 


3174232 31743311 
A3 16S 
tes; Clostridia; 


3181809 3181908 1 


3194223 31943221 


3209200 3209283 17 


3210692 3210775 17 


3234914 3235013 1 


tes; Clostridia; 


3262048 326213117 
3295494 3295593 1 
ria; Proteobacteria; 


3312186 3312269 17 


lphaproteobacteria; 
3318313 3318396 17 


rochaetales; 
3336490 3336585 5 


3337999 33380945 


ribosomal RNA, partial sequence 
Enterococcaceae; 


Streptococcaceae; 


bosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


85 


in NM-1 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


101 


rain PS-1 16S ribosomal RNA, partial sequence 
Clostridia; 


S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
247044 Bacteria_16S 
n DSM 2873 16S ribosomal RNA, partial 
amylolytica Bacteria; 


16S ribosomal RNA, partial sequence 3063651 30650 
Lactobacillales; 
247044 Bacteria_16S 
somal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
247044 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partial 
Clostridia; 


101 


101 


101 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


101 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


101 


ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


101 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
247044 Bacteria_16S 


101 


6S ribosomal RNA, partial sequence 3193552 31950 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
247044 Bacteria_16S 


101 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


Sphingomonadales; 


101 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 
JW265 16S ribosomal RNA, partial sequence 32342 
Clostridiales; S 


Sphingomonadales; 


101 


101 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


Sphingomonadales; 


101 


n LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


101 


Sphingomonadales; 


101 


Spi 
101 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
247044 Bacteria_16S 


101 


gi|219846945 


gi| 219846904 


Clostridiales; Clostridiaceae; 


101 gi| 219846897 |ref|NR_026489.1 

3037737 30392 

Vagococcus. 

101 gi| 219846895 |ref|NR_026487.1 

3040796 30422 

Facklamia. 
101 gi| 219846883 |ref|NR_026475.1 
sequence 3057592 305905 
Gammaproteobacteria; Aeromonadales; Succini 
101 gi|219846879|ref|NR_026471.1 
27 Streptococcus 
Streptococcus. 

101 gi|219846874|ref|NR_026466.1 


219846863 

sequence 

Clostridiales; 
gi|219846862 


gi 


Carnobacteri 
gi|219846837 


Rhizobi 

219846836 

sequenc 
Rhizob 


gi 


219846805 

31735 
Thermoa 
gi| 219846800 
3181138 31826 


gi 


gi|219846792 


gi| 219846782 
Sphingomon 
gi|219846781 
Sphingomon 
gi|219846764 
yntrophomonadac 

gi|219846746 


Sphingomon 


gi|219846724 


gi| 219846712 
3311548 33129 
Sphingomon 
gi| 219846708 
3317638 33191 
rochaeta. 
gi|219846694 


Xanthomonadales; 


ref |NR_026537.1 
2967820 296928 


NR_026496.1 
3028583 303003 


Methylocella. 
NR_026455.1 
3087607 308909 
Clostridiaceae; 
ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026392.1 


Xanthomon 
ref |NR_026384.1 
aceae; Xanthomon 
ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026316.1 

3294823 329632 
Xanth 
ref |NR_026304.1 
adaceae; Sphingo 
ref|NR_026300.1 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 


gi| 219846693 


Microlunatus 
7 Microlunatus 


Actinomycetales; Propionibacterineae; 


Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Streptococcus ovis 
ovis Bacteria; 


Methylocella palustris 


Natronincola 
0 Natronincola 
Natronincola. 
Granulicatella 
3 Granulicatella 
tella. 
Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Thermoanaerobacter 

anaerobacter mathranii 

; Thermoanaerobacter. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 


Sphingomonas mali 


mali Bacteria; 


monas. 


Sphingomonas pruni 


pruni Bacteria; 


monas. 

Thermosyntropha 
syntropha lipolytica 
opha. 

Sphingomonas trueperi 


trueperi Bacteria; 


monas. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 


ref |NR_026285.1 


Mycobacterium 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 


parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


247044 Bacteria_16S 
austroafricanum s 
austroafricanum B 


Mycobacteriaceae; 


247044 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; 
strain CIP 103259 


strain DSM 43205 


strain DSM 4954 1 


Actinomycetaceae; 


247044 Bacteria_16S 


homopropionicum s 
homopropionicum B 


247044 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


247044 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


247044 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


247044 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


247044 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain CIP 7430 
Proteobacteria; G 


247044 Bacteria_16S 


strain 1066 16S r 


Actinobacteria; Actinobac 
247044 Bacteria_16S 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


247044 Bacteria_16S 
ulosis strain 5617 16S ribosomal RNA, 

tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
247044 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


strain 3015 16S r 
strain ATCC 35799 


Bacteria; Actinob 
Mycobacterium. 


247044 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


G 
247044 Bacteria_16S 


Mycobacterium. 
3339511 3339606 5 


Mycobacterium. 
3386888 3386987 1 


3414131 34142265 


3472570 3472665 5 


3475628 3475723 5 


3480156 34802515 


Actinomyces. 

3530190 3530273 17 
acteria; Firmicutes; 
3540961 3541060 1 
6S ribosomal RNA, 
lales; Bacillaceae; 
3583560 3583643 17 
acteria; Firmicutes; 
3602121 36022165 
in BM 1192 
eria; Acti 
Actinomyces. 

3608158 3608253 5 
ATCC 9874 
a; Actinob 
Mycobacterium. 
3611162 3611248 14 
16S rib 
lales; Planococcaceae; 
3612624 3612723 1 
16S rib 


3622872 3622967 5 


v 


3624373 3624468 5 


3625918 3626013 5 
16S ribosomal RNA, 


3629068 3629166 1 
16S ribosomal RNA, 


3636663 3636758 5 


247044 Bacteria_16S 
szegediense strain OR2 16S ribosomal RNA, partial sequence 


3648895 3648994 1 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
247044 Bacteria_16S 


101 
train ATCC 33464 16S ribosomal 
acteria; Actinobacteria; Actinobacteri 


101 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
101 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
247044 Bacteria_16S 101 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
247044 Bacteria_16S 101 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
247044 Bacteria_16S 
denticolens strai 
denticolens Bacte 


101 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 


101 
train DSM 5847 16S ribosomal RNA, part 
Clostridia; 
101 
complete sequence 3540266 35417 
Bacillus. 
101 
train BVP 16S ribosomal RNA, partial s 
Clostridia; 
101 
/5 16S ribosomal RNA, partia 
nobacteria; Actinobacteridae 


101 


101 


gi 


RNA, pa 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial s 
acteria; Actinobacteridae; Act 


gi 


osomal RNA, partial sequence 


Planococcus. 


101 


101 


101 


101 


101 


101 


101 


gi 


osomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


gi 


gi 


3623734 36252 
bacterin 


gi 


complete sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
247044 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


Clost 


Clost 


219846692 
rt 
dae; 
219846658 


H 
219846635 
no 
219846594 


ne 
219846592 


ne 
219846589 
1 


219846556 
ia 
ridiales; 

219846549 


219846520 
equence 
ridiales; 
219846505 
le 
, 


219846500 
equence 


219846498 


219846497 


ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
3615734 3615829 5 101 gi|219846495|ref|NR_026087.1 
ibosomal RNA, partial sequence 3615060 3616515 Mycobacterium 
teridae; Actinomycetales; Corynebacterineae; Mycobacteri 
3617243 3617338 5 101 gi|219846494|ref|NR_026086.1 
Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycoba 


ales; 


219846490 
pa 


ob 
219846489 


ne 
219846488 


ales; 


219846486 


nadales; 
219846481 


ales; 


219846472 


ial sequ 
Actin 


33862 
alomonad 


34134 
mycineae 
bacterin 
bacterin 
sequence 


Actinomyc 


1 sequen 


sequence 
Actinomy 


inomycet 


36104 


36119 


Cory 


rtial se 
Actinobac 
acterium avi 


36252 
Cory 


36283 
P 


36360 
Cory 


ref 
ence 
omyc 


NR_026284.1 

33388 
etales; Cor 
ref|NR_026250.1 
aceae; Halomona 
ref |NR_026227.1 
73 3414913 Actin 
; Actinomycetac 
ref|NR_026186.1 


Nocardiace 
NR_026184.1 


eae; 
ref 


eae; Nocardiace 
ref|NR_026181.1 

3479494 348091 
etales; Act 


ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026141.1 
87 Bacillus 


ref|NR_026112.1 
3582883 358438 
Clostridiaceae; 
ref |NR_026097.1 
3601450 360294 
cetales; Actino 


ref |NR_026092.1 

3607525 360892 
ales; Corynebact 
ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026089.1 
33 3613434 Aeromo 


nebacterineae; M 
ref 
quen 


teri 


NR_026082.1 
ce 362222 
dae; 
um complex ( 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; 


ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


6 
Y: 


19 3387691 Halomo 


O: 
e 


inomy 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Ss. 


Actinomyces israelii 

myces israelii Bacteria; 

ae; Actinomyces. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
a 


e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 
a 


e; Rhodococcus. 
Actinomyces 

5 Actinomyces 

cineae; 


Clostridium 
6 Clostridium 
Clostridium. 
Bacillus clarkii 


clarkii Bacteria; 


Clostridium 
5 Clostridium 
Clostridium. 
Actinomyces 
5 Actinomyces 


mycineae; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Planococcus citreus 
occus citreus Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


Actinomycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 


Mycobacteriaceae; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


ref|NR_026064.1 


Methylocaldum 


3648206 3649696 Methylocaldum szegediense 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


247044 Bacteria_16S 
strain VKM-14L 16 
Proteobacteria; 
247044 Bacteria_16S 


strain LK6 16S ribosomal RNA, 


Proteobacteria; 
247044 Bacteria_16S 
bohemicum strain 


Mycobacteriaceae; 
247044 Bacteria_16S 
strain ATCC 15712 
Bacteria; 
247044 Bacteria_16S 
strain HK 204 16S 
Proteobacteria; 
247044 Bacteria_16S 


wasabiae strain SR91 16S ribosomal RNA, partial 


Bacteria; 
247044 Bacteria_16S 


betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 
betavasculorum Bacteria; 


Pectobacterium. 
247044 Bacteria_16S 


strain GIH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


247044 Bacteria_16S 


strain VIS 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


247044 Bacteria_16S 
hassiacum strain 


Mycobacterium. 
247044 Bacteria_16S 
strain FD 25934 1 


3650434 3650533 1 


3651975 3652074 1 


3664256 36643515 


3667326 3667425 1 


3668831 3668930 1 


3671845 3671944 1 


3673354 3673453 1 


3687068 3687119 49 


3688585 3688636 49 


3721604 3721699 5 


3727574 3727669 5 


complete sequence 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


Proteobacteria; 


101 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


101 


101 


101 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


101 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


101 


101 


Gammaproteobacteria; 


101 


101 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


6S ribosomal RNA, partial sequence 3726957 372 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
247044 Bacteria_16S 
libanotica strain 


Thermomonosporaceae; 
247044 Bacteria_16S 
strain IFO 14679 


3730483 3730578 5 


3731941 3732036 5 


IFO 14095 16S ribosomal RNA, partial 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 
Actinocorallia. 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
247044 Bacteria_16S 


3775166 3775217 49 


sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi| 219846471 
3649747 36512 


gi|219846470 
3651286 36527 


gi|219846462 


DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


219846459 
36666 


gi 


gi|219846458 
3668184 36696 
Enterobac 
219846456 
36711 


gi 


gi|219846455 


gi|219846446 
3686364 36878 


gi|219846445 
3687881 36893 


16S ribosomal RNA, partial sequence 3731323 37327 


putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 


putrefaciens Bacteria; 
247044 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 

247044 Bacteria_16S 
strain ATCC 27255 
Firmicutes; 
247044 Bacteria_16S 


Bacteria; 


Clostridia; 


Tenericutes; Mollicutes; 


3813018 3813117 1 


3832803 3832902 1 


Clostridiales; 
3834263 3834362 1 


Proteobacteria; 


101 gi| 219846420 

37209 

Cory 

101 gi| 219846416 

83 

Streptosporang 

101 gi|219846414 
sequence 

Actinomyce 

101 gi| 219846413 

Streptosporang 

101 gi| 219846380 

Mycoplasmataceae; 

101 gi| 219846354 


101 


16S ribosomal RNA, partial sequence 
Ruminococcaceae; 


101 


strain CECT 4199 16S ribosomal RNA, partial seq 
Gammaproteobacteria; 


219846340 

38321 
Ruminococ 

219846339 


gi 


gi 


strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Rumin 


Clostridia; 
247044 Bacteria_16S 


Clostridiales; 


3881439 3881538 1 


Ruminococcaceae; 


101 


Ruminococcus. 


gi| 219846308 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


thermocopriae Bacteria; 


Thermoanaerobacter. 
247044 Bacteria_16S 


adiacens strain GIFU 12706 16S ribosomal RNA, complete 
Lactobacillales; 


adiacens Bacteria; 
247044 Bacteria_16S 
extorquens strain 


Methylobacterium. 
247044 Bacteria_16S 


Firmicutes; 


Firmicutes; 


3932071 39321701 


3939257 3939340 17 


TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


3942158 3942241 17 


Clostridia; 


101 


101 


101 


strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


Thermoanaerobacte 


219846272 
sequence 


gi 


Carnobacteriaceae 


gi| 219846266 


complete sequence 


Rhizobi 


inomycetales; 


Enterobacteriales; 


ref|NR_026063.1 
35 Methylocaldum 


ref |NR_026062.1 
76 Methylocaldum 


ref |NR_026054.1 
3663577 366509 


ref|NR_026050.1 
Enterobacteriac 
ref|NR_026049.1 


teriaceae; 
ref |NR_026047.1 


Enterobacteriac 
ref |NR_026046.1 
367270 


ref |NR_026037.1 


ref|NR_026036.1 


ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; 


ref|NR_026007.1 
59 Actinomadura 
ineae; Thermomon 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


ref|NR_026004.1 
31 Actinomadura 
ineae; Thermomon 


ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025945.1 
uence 381232 
Aeromonadales; 


ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref |NR_025929.1 
ococcus albus 7 


ref|NR_025898.1 
3880766 388228 
rales; Thermoana 


ref |NR_025862.1 
3931373 393277 
; Granulicatell 
ref|NR_025856.1 
3938625 394003 
ales; Methylobac 


i) 


gi|219846264 


Methylocaldum gracile 
gracile Bacteria; 


Methylocaldum tepidum 
tepidum Bacteria; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Brenneria salicis 


79 3668133 Brenneria salicis ATCC 15712 


eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 
Erwinia. 


Pectobacterium 


96 3672653 Pectobacterium wasabiae 


eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 

Enterobacteriaceae; 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycobacterium 
cterium hassiacum 


Mycobacteriaceae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 
Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


Mycoplasma 
7 Mycoplasma 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Granulicatella 

8 Granulicatella 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


ref|NR_025854.1 


Acidiphilium rubrum 


3941522 3942934 Acidiphilium rubrum Bacteria; 


247044 Bacteria_16S 


strain PW2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 


strain KLB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 
strain SW-161 16S 


247044 Bacteria_16S 
seohaensis strain 


Erythrobacter. 
247044 Bacteria_16S 


chungwhensis strain BH030062 16S ribosomal RNA, 
chungwhensis Bacteria; 


247044 Bacteria_16S 


strain 848 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


247044 Bacteria_16S 
cosmeticum strain 


Mycobacteriaceae; 
247044 Bacteria_16S 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

247044 Bacteria_16S 4073755 4073850 5 101 gi|219846170|ref|NR_025760.1 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 407456 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacteriaceae; Mycobacterium. 

247044 Bacteria_16S 4079917 4080016 1 101 gi|219846166|ref|NR_025756.1 


strain BC-3 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


247044 Bacteria_16S 


strain MB 1871 16S ribos 
Bacillales; 


Firmicutes; 
247044 Bacteria_16S 


strain YJS 16S ribosomal 
Tenericutes; Mollicutes; 


247044 Bacteria_16S 
campisalis strain 
Bacteria; Firmicutes; 
247044 Bacteria_16S 

leptinotarsae strain 


leptinotarsae Bacteria; 


247044 Bacteria_16S 


strain M55 16S ribosomal 
Tenericutes; Mollicutes; 


247044 Bacteria_16S 
strain CHPA-2 16S 


247044 Bacteria_16S 


strain PIMN-1 16S riboso 
Tenericutes; Mollicutes; 


247044 Bacteria_16S 


strain G2 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


247044 Bacteria_16S 


SF-57 


riboso 
Tenericutes; Mollicutes; 


3945078 3945161 17 


3948004 3948087 17 


3995275 3995358 17 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


3996766 3996849 17 


4004269 4004368 1 


Firmicutes; 
4008747 4008846 1 


4039103 40391985 


LTA-388 16S ribosomal RNA, partial sequence 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


4063148 4063243 5 


4105464 4105563 1 


4119122 4119173 49 


4131265 41313641 


Bacillales; 
4145251 4145350 1 


Sphingomonadales; 


Bacillales; 


Entomoplasmatales; 


omal RNA, partial sequence 
Paenibacillaceae; 


RNA, partial sequence 
Entomoplasmatales; 


Planococcaceae; 


101 gi 


101 gi 
101 gi 


104 gi 


Sphingomonadales; Eryth 
101 gi|219846222|ref|NR_025812.1 
partial sequence 4003594 400502 


Bacillaceae; Pontibacillus. 
101 gi| 219846217 |ref|NR_025807.1 
4008054 40095 
omonadaceae; Aeromonas. 
101 gi| 219846197 |ref|NR_025787.1 
4038441 403994 


101 gi 


Spiroplasmataceae; 
101 gi 


101 gi 


Entomoplasmataceae; 
101 gi 


101 gi 


LD-1B 16S ribosomal RNA, partial sequence 


4148382 4148481 1 


4180623 4180722 1 


4185174 4185225 49 


4197322 4197409 14 


4218452 4218547 5 


Tenericutes; Mollicutes; 


RNA, partial sequence 
Entomoplasmatales; Spiroplasmataceae; 


mal RNA, partial sequence 
Entomoplasmatales; 


mal RNA, partial sequence 
Entomoplasmatales; 


101 gi 


101 gi 


Entomoplasmataceae; 
101 gi 


Entomoplasmataceae; 
101 gi 


101 gi 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
247044 Bacteria_16S 


strain M175 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219846045 
4234473 42358 


247044 Bacteria_16S 


strain F2R9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
219846043 
4237444 4238960 Actinomyces dentalis Bacteria; 


247044 Bacteria_16S 


strain R18165 16S ribosomal RNA, 


Actinomadura. 
4233610 42337055 


4235117 42352161 


4238132 42382275 


complete sequence 


101 gi 


101 gi 


101 


gi 


219846262 
3944448 39458 
Acetobacteraceae; 
219846260 
3947368 39487 


Actinomycetales; 


219846177 md 
complete sequence 4062487 406399 


4079234 40807 


219846149 
4104804 4106311 Paenibacillus 
Paenibacillus. 
219846138 
4118405 41199 


219846126 
16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
Marinibacillus. 
219846117 


Entomoplasmatales; Spiroplasmata 
219846115 
4147699 41492 


219846092 
4179947 41814 


219846086 
4184459 4185949 Entomoplasma 


219846077 
4196627 4198008 Anoxybacillus 


219846062 
Actinomycetales; 


219846046 
4232932 4234422 Mycobacterium 


ref |NR_025852.1 
Acidocel 


ref|NR_025850.1 


ref |NR_025818.1 


Erythr 


ref|NR_025817.1 
3996136 399757 


Corynebac 


ref|NR_025767.1 


Spiroplasma. 
ref |NR_025739.1 


ref |NR_025728.1 


Mesoplasma. 
ref|NR_025716.1 


ref|NR_025707.1 
4144567 414608 


ref|NR_025705.1 


Spiroplasma. 
ref|NR_025682.1 


Mesoplasma. 
ref |NR_025676.1 


Entomoplasma. 
ref|NR_025667.1 


ref|NR_025652.1 

4217823 421929 
Strepto 
ref|NR_025636.1 


Mycobacteri 


ref|NR_025635.1 


Klebs 


ref 


Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 
Acetobacteraceae; Acidiphi 
219846228 
3994645 3996085 Erythrobacter 
Erythrobacteraceae; 
219846227 
SW-135 16S ribosomal RNA, partial sequence 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


lium. 

Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Pontibacillus 
0 Pontibacillus 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Mycobacterium 
2 Mycobacterium 


ynebacterineae; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Marinibacillus 
bacillus campisalis 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 


NR_025633.1 


Actinomyces dentalis 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


247044 Bacteria _1 
hispanicum strain 
Proteob 
247044 Bacteria_1 


Bacteria; 


aquaticum strain 
Bacteria; 


Sulfitobacter. 


247044 Bacteria_16S 


strain Ekho Lake- 


thermoacetoxidans 
thermoacetoxidans 


247044 Bacteria_16S 
thiozymogenes str 


thiozymogenes Bac 
Desulfocapsa. 


247044 Bacteria_16S 


elongatus strain 
Bacteria; 


Bacteria; 
sphaeroides strai 


sphaeroides Bacte 
Rhodobacter. 


247044 Bacteria_16S 


strain Benl02 16S 


strain Benl104 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
247044 Bacteria_16S 253423 253509 14 101 gi| 265678893 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Amaricoccus. 

247044 Bacteria_16S 280455 280541 14 101 gi| 265678873 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Des 
Geobacter. 

247044 Bacteria_16S 306348 306394 54 101 gi| 265678856 


strain Illinois 1 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 
247044 Bacteria_16S 316907 316993 14 101 gi| 265678849 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 31628 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


247044 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


247044 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


247044 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


247044 Bacteria_16S 


strain E7107 16S 


Proteob 
247044 Bacteria_16S 
guttiformis strai 
guttiformis Bacte 


Proteob 
247044 Bacteria_16S 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 
Proteob Syntroph 
247044 Bacteria_16S 


6S 4239650 4239733 17 101 gi 


6S 4241109 4241192 17 101 gi 


37001 37087 14 101 gi 


38404 38490 14 101 
162 16S ribosomal RNA, partial 


gi 


53799 53897 2 101 gi 


Bacteria; 
97501 


Firmicutes; 
97599 2 


Clostridia; 


101 gi 


teria; Proteobacteria; 


99009 99107 2 101 gi 


122059 122157 2 101 gi 
acteria; Deltaproteobacteria; 


233373 233459 14 101 gi 


250466 250552 14 101 
ribosomal RNA, partial sequence 


gi 


251948 252034 14 101 
ribosomal RNA, partial sequence 


gi 


6S ribosomal RNA, partial sequence 


350555 350641 14 101 gi 


ia; Rhodobacterales; Rhodobacteraceae; 
357816 357902 14 101 gi 
ain UST950701-009P 16S ribosomal RNA, 


431300 431398 2 101 gi 
in MDA5605 16S ribosomal RNA, partial 


446759 446857 2 101 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 


strain 5424 16S r 


448291 448389 2 101 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 


452934 453020 14 101 gi 


GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 


GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


n Ekho Lake-38 16S ribosomal RNA, part 


ria; Proteobacteria; Alphaproteobacter 


sequenc 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
247044 Bacteria_16S 
strain CAMZ 16S ribosomal RNA, partia 
Clo 
ain Bra2 16S ribosomal RNA, partial se 
Deltaproteobact 


FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
n 2.4.1 16S ribosomal RNA, partial seq 


ria; Proteobacteria; Alphaproteobacter 


249819 25124 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
247044 Bacteria_16S 
251300 25272 


305640 30713 


somal RNA, partial sequence 349928 351312 Parac 


teria; Proteobacteria; Alphaproteobact 


eria; Proteobacteria; Alphaproteobacte 


446125 44760 


447654 44913 


219846042 
nce 42390 
les; Methy 
219846041 
ce 42404 
les; Methy 


265679039 
ial sequen 
ia; Rhodob 


265679038 
e 37787 
hodobacter 
265679028 
1 sequence 
stridiales 
265678998 
quence 
eria; Desu 
265678997 
98328 
acterales; 
265678981 
ce 12137 
obacterale 
265678907 
uence 
ia; Rhodob 


265678895 


hodobacter 
265678894 


kettsiacea 
265678824 


Paracoccu 
265678816 
partial se 
eria; Rhod 


265678767 
sequence 
ria; Rhodo 


265678757 


Acetobacte 
265678756 


Acetobacte 
265678752 


e; 


occu 


quen 
obac 


ref|NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref |NR_029347.1 
ce 36384 37736 
acterales; Rhodo 
ref |NR_029346.1 

39128 Sulfit 
aceae; Sulfitoba 
ref |NR_029336.1 

53088 54587 
7 Peptococcaceae 
ref |NR_029306.1 

96815 98277 
lfobacterales; D 
NR_029305.1 
99781 Desulf 
ulfobulbacea 
ref |NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref|NR_029215.1 
232719 234184 
acterales; Rhodo 
ref |NR_029203.1 
acea 
ref 


e; Amaricocc 
NR_029202.1 


aceae; Amaricocc 
ref|NR_029201.1 

252777 254201 
acterales; Rhodo 


ref |NR_029179.1 
279814 281221 


ulfuromonadales; 


ref|NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_029154.1 
2 317695 Ricket 
Rickettsieae; 
ref|NR_029129.1 
s kocurii Ba 
Ss. 

ref|NR_029121.1 
ce 357208 
terales; Rho 


ref |NR_029072.1 
430661 432145 
spirillales; Ace 


ref|NR_029062.1 


race 
ref 


ae; Roseomon 
NR_029061.1 


race 
ref 


ae; Roseomon 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 

Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


, 


Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Desulforhabdus 

orhabdus amnigena 

eraceae; Desulforhabdus. 

Rhodobacter 

Rhodobacter 

bacteraceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Geobacter 
Geobacter 
Geobacteraceae; 


Neorickettsia risticii 
risticii Bacteria; 

a. 

Rickettsia akari 

tsia akari Bacteria; 
Rickettsia; spotted 


Paracoccus kocurii 
cteria; Proteobacteria; 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Roseomonas gilardii 
Roseomonas gilardii 


tobacteraceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Macrococcus lamae 


NR_029057.1 


strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 


Firmicutes; Bacil 


lales; Macrococcus. 


247044 Bacteria_16S 
S ribosomal RNA, complete sequence 453819 45536 


strain R 16086 16 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain AU476 16S 


454533 454619 14 101 gi 


lales; Macrococcus. 
465048 465146 2 101 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


247044 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain 173-96 16S 


477209 477295 14 101 gi 


ia; Rhodobacterales; Rhodobacteraceae; 
502007 502093 14 101 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

559921 560019 2 101 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


247044 Bacteria_16S 


strain M11 16S ri 


572101 572187 14 101 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


628043 628129 14 101 gi 
bosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


247044 Bacteria_16S 


entanii strain LT 


667422 667520 2 101 gi 
H4560 16S ribosomal RNA, partial seque 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 


247044 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


247044 Bacteria_16S 


strain NVI 88/478 


Proteobacteria; Gammaproteobacteria; Alteromonadales; M 
247044 Bacteria_16S 


strain TH-3 16S r 


697781 697831 50 101 gi 

CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
710947 711033 15 102 gi 
16S ribosomal RNA, partial sequence 


715562 715648 14 101 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


247044 Bacteria_16S 
HR3-23 16S ribosomal RNA, partial seq 


silvestris strain 
silvestris Bacter 


247044 Bacteria_16S 
S ribosomal RNA, partial sequence 741046 74252 
Acetobacte 


strain MDA5527 16 


731002 731088 14 101 gi 


ia; Firmicutes; Bacillales; Planococca 
741681 741779 2 101 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


247044 Bacteria_16S 
6S ribosomal RNA, complete sequence 790537 79204 


strain Pull 5.3 1 


761971 762057 14 101 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
791242 791328 15 102 gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


247044 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


247044 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


247044 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


247044 Bacteria_16S 


strain PSv29 16S 
Proteobacteria; D 


247044 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


247044 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


247044 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


247044 Bacteria_16S 


strain W1-2B 16S 


806515 806598 2 85 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

847773 847859 14 101 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
871931 872029 2 101 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
925501 925599 2 101 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
956392 956478 14 101 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


1004011 1004097 14 101 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1034451 1034537 14 101 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 


464412 46582 
Rhodospiri 


476563 478023 Parac s yeei Bact 


501307 50281 


559287 56077 
Acetobacte 


571472 57283 
cterales; Rh 


627341 62884 


6 668269 Gluco 
obacteracea 


8 698533 Brevu 
bacteraceae 


9 711741 Morit 


oritellace Moritella. 


714920 71638 
obacteriac 


730321 73182 
llus. 


761257 76278 
ibacillus. 


3 Psychromonas 


sychromona ae; Psychromonas. 


ulfobacter 


2 848491 Parac 
bacteraceae 


871314 87276 
illales; Ac 


924822 92631 
Desulfoba 


955748 95720 
biales; Phyl 


52 1004810 Kluyv 
aceae; Kluyv 


71 1035187 Aneur 


urinibacil group; Aneur 


1069391 1069441 50 101 gi 
ribosomal RNA, partial sequence 


NR_029056.1 


NR_029046.1 


NR_029038.1 


NR_029022.1 


NR_028984.1 


NR_028976.1 


NR_028938.1 


NR_028909.1 


NR_028889.1 


NR_028880.1 


NR_028876.1 


NR_028865.1 


NR_028857.1 


NR_028842.1 


NR_028821.1 


NR_028811.1 


2 807361 Thermo 
s; Thermodes 


NR_028784.1 


NR_028767.1 


NR_028730.1 


NR_028710.1 


NR_028677.1 


NR_028657.1 


NR_028633.1 


e 


7 


n 
e 
n 
i 


e 


7 


8 


° 
0 


e 


7 


e 


i 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


eae; Inquilinus. 


Paracoccus yeei strain 


ria; Proteobacteria; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


ae; Roseomonas. 


Jannaschia 
Jannaschia 


odobacteraceae; 


Morganella morganii 


2 Morganella morganii Bacteria; 


aceae; Morganella. 


Gluconacetobacter 


acetobacter entanii 


Gluconacetobacter. 
Brevundimonas 


dimonas aurantiaca 
Brevundimonas. 


Moritella viscosa 


lla viscosa Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
Aminobacter 


Solibacillus 
Solibacillus 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


ae; Roseomonas. 


Paenibacillus 
Paenibacillus 


Psychromonas arctica 


arctica Bacteria; 


Thermodesulfobacterium 


desulfobacterium 
ulfobacteriaceae; 


Paracoccus 


ccus kondratievae 
Paracoccus. 


Gluconacetobacter 
Gluconacetobacter 


tobacteraceae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


aceae; Desulfofaba. 


Pseudaminobacter 
Pseudaminobacter 


lobacteriaceae; 


Kluyvera ascorbata 


ra ascorbata Bacteria; 
era. 


Aneurinibacillus 


nibacillus danicus 
inibacillus. 


Brevundimonas nasdae 


1068707 1070133 Brevundimonas nasdae Bacteria; 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 


247044 Bacteria_1 


strain 21F-2 16S 


Acetobacter. 


247044 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; 


fever group. 


247044 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; 


strain UR/MT95 16 
Proteobacteria; B 


247044 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


247044 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


247044 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


247044 Bacteria_16S 


HEL-45 16S riboso 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


247044 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


247044 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


247044 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


247044 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


247044 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


247044 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


247044 Bacteria_16S 


G 
247044 Bacteria_16S 
strain R 16S ribo 


G 
247044 Bacteria_16S 
niigataensis stra 
niigataensis Bact 
247044 Bacteria_16S 
aminovorans strai 
aminovorans Bacte 
247044 Bacteria_16S 
temperatum strain 
temperatum Bacter 
247044 Bacteria_16S 


6S 1079655 1079753 2 101 
ribosomal RNA, partial sequence 


gi 


6S 1096265 1096363 2 101 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 
1111478 1111564 15 102 gi 
ammaproteobacteria; Alteromonadales; M 
1129609 1129695 14 101 gi 


1152323 1152409 15 102 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1238570 1238656 14 101 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1240086 1240172 14 101 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1243074 1243160 14 101 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1267168 1267214 54 101 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1286583 1286669 14 101 gi 
in YKJ-101 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Jeotgali 
1362605 1362691 14 101 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1370211 1370297 14 101 gi 


gi 


acteria; Alphaproteobacteria; Rhodobac 
1379318 1379404 14 101 gi 
mal RNA, partial sequence 


1406185 1406283 2 101 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1485348 1485434 14 101 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1504880 1504966 14 101 gi 
164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1569643 1569729 14 101 gi 
n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1581747 1581845 2 101 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1583312 1583398 14 101 gi 


Viridibacillus. 
101 gi 


lales; Planococcaceae; 


1584867 1584953 14 
lales; Planococcaceae; Viridibacillus. 
1610941 1611027 14 101 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


1612421 1612507 14 101 


1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
247044 Bacteria_1 
orleanensis strai 
orleanensis Bacte 


6S ribosomal RNA, partial sequence 1110771 11122 


somal RNA, partial sequence 1128958 1130397 Ricke 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


1151622 11530 


1266430 12679 


6S ribosomal RNA, partial sequence 1369567 13709 


1378686 1380064 Ocean 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
247044 Bacteria_16S 


16S ribosomal RNA, partial sequence 1582619 15841 


16S ribosomal RNA, partial sequence 1584175 15856 


265678323 


Acetobacte 
265678312 
1 sequence 
ia; Rhodos 


265678301 


oritellace 
253680770 


kettsiacea 
253680755 


sychromona 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 

a; Rhizobi 
219846423 


alobactera 
219846053 
sequence 
coccus. 
228719132 
nce 13619 
terales; R 
228718299 


terales; R 
228717469 


hodobacter 
219857143 
quence 
eria; Rhod 
219857250 
quence 

ria; Rhizo 


219846440 
uence 

les; Eubac 
219878173 
ce 15690 
les; Phyll 
219878490 
al sequenc 
ria; Rhodo 
219878489 


219878488 


219878469 
uence 
ia; Rhodob 


v 


219878468 


gi 


ref |NR_028625.1 
raceae; Acetobac 
ref |NR_028614.1 
1095628 109707 
pirillales; Acet 
ref |NR_028602.1 
Moritella. 
NR_028018.1 
a rickettsii 
ickettsieae 


ae; 
ref 
ttsi 
e; R 


’ 


ref|NR_028003.1 
67 Psychromonas 
daceae; Psychro 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref|NR_026014.1 
ceae; Massilia. 
ref |NR_025643.1 

1285891 128739 


ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027572.1 


hodo. 
ref 
ibul 


bacteraceae; 
NR_027563.1 
bus indolife 
aceae; Oceanibul 
ref|NR_024771.1 

1405568 140698 
ospirillales; Ac 


ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref |NR_025629.1 
e 1581111 158256 
varius. 
ref |NR_025628.1 


ref |NR_025627.1 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref|NR_025607.1 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

0 Acetobacter 

obacteraceae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 


Psychromonas kaikoae 


kaikoae Bacteria; 
monas. 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Massilia timonae 


23 Massilia timonae Bacteria; 


Jeotgalicoccus 
6 Jeotgalicoccus 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Acetobacter 
1 Acetobacter 
etobacteraceae; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Defluvibacter 
ibacter lusatiensis 
efluvibacter. 
Rhodovarius 

8 Rhodovarius 


Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 


1611794 161320 


8 Loktanella 


247044 Bacteria_16S 
strain CM243 16S 


247044 Bacteria_16S 


strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


247044 Bacteria_16S 


galactosidilyticus strain LMG 17892 16S ribosomal RNA, 
galactosidilyticus Bacteria; 


247044 Bacteria_16S 


strain 4-1 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
247044 Bacteria_16S 
strain R-8904 16S 


247044 Bacteria_16S 
strain WAL 14325 
Fusobacteria; 
247044 Bacteria_16S 


Fusobacteriales; 


1615446 1615532 14 


1647363 1647421 42 


1651878 1651964 14 


Firmicutes; 
1685436 1685522 14 


Bacillaceae; 
1711471 1711557 14 


1720693 1720751 42 


1757274 1757360 15 


Bacillus. 


101 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


101 


101 


Bacillales; 


101 


101 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


101 


16S ribosomal RNA, partial sequence 1719990 17214 
Fusobacteriaceae; 


102 


strain 2825 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromona 


247044 Bacteria_16S 
chacoense strain 
Bacteria; 
247044 Bacteria_16S 


1889627 1889713 14 


1928964 1929050 15 


101 


PR5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


102 


strain 2674 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


247044 Bacteria_16S 


1930500 1930586 15 


102 


strain 2693 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


247044 Bacteria_16S 
strain LMG 18435 
Firmicutes; 
247044 Bacteria_16S 


anilini strain Anil 16S ribosomal RNA, partial sequence 


Bacteria; 
247044 Bacteria_16S 
strain DSM 30118 


247044 Bacteria_16S 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


247044 Bacteria_16S 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


247044 Bacteria_16S 


aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


Nitratireductor. 
247044 Bacteria_16S 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 
247044 Bacteria_16S 


Bacillales; 


1940991 1941077 14 


Bacillaceae; 


1979027 1979125 2 


1997701 1997787 14 


2002310 2002396 14 


2003842 2003928 14 


2098278 2098364 14 


2152811 2152897 14 


101 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


101 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


101 


16S ribosomal RNA, partial sequence 1997016 19985 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


101 


101 


101 


101 


gi|219878466 
1614821 16162 


gi|219878444 


gi|219878441 
Bacillaceae; 
gi|219878418 
1684753 16861 


gi|219878400 
1710844 17122 
gi|219878394 
Cetobacterium. 


gi|219878367 
1756574 17580 


219878272 
18889 
Phyll 
gi|219878242 
1928261 19297 


gi 


gi| 219878241 
1929813 19313 


gi|219878234 


219878209 
19783 


gi 


gi|219878197 


gi|219878194 


gi|219878193 


gi|219878123 
Rhizo 


219857633 


gi 


Rhodo 


Acetobacteraceae; 


partial sequence 


ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
Woodsholea. 

ref|NR_025583.1] Stella vacuolata 

52 Stella vacuolata Bacteria; 

Stella. 
NR_025580.1| Bacillus 
1651192 1652677 Bacillus 


ref 


Bacillus. 
ref|NR_025557.1| Bacillus aeolius 
55 Bacillus aeolius Bacteria; 


ref|NR_025539.1| Loktanella salsilacus 
58 Loktanella salsilacus Bacteria; 
Loktanella. 

ref |NR_025533.1| Cetobacterium somerae 
59 Cetobacterium somerae Bacteria; 


ref|NR_025506.1| Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
daceae; Psychromonas. 

ref|NR_025411.1| Mesorhizobium 

88 1890453 Mesorhizobium chacoense 
obacteriaceae; Mesorhizobium. 
ref|NR_025381.1| Moritella profunda 

62 Moritella profunda Bacteria; 

ae; Moritella. 
ref|NR_025380.1| Moritella abyssi 
09 Moritella abyssi Bacteria; 

ae; Moritella. 
ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref|NR_025348.1| Desulfobacterium 

26 1979852 Desulfobacterium anilini 
Desulfobacteraceae; Desulfobacterium. 
ref |NR_025336.1| Proteus vulgaris 

10 Proteus vulgaris Bacteria; 
teriaceae; Proteus. 

ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 

ref |NR_025332.1| Budvicia aquatica 

48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 

ref|NR_025262.1| Nitratireductor 
2097632 2099087 Nitratireductor 
biales; Phyllobacteriaceae; 


ref|NR_025222.1| Albidovulum 
2152193 2153601 Albidovulum 
bacterales; Rhodobacteraceae; 


2154260 2154358 2 101 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

2160284 2160382 2 101 gi|219857628|ref|NR_025217.1| Swaminathania 


247044 Bacteria_16S 


salitolerans strain PA 51 16S ribosomal RNA, partial sequence 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; 


Swaminathania. 
247044 Bacteria_16S 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 22232 
15286 Bacteria; Thermodesulfobacteria; 


Thermodesulfatator. 
247044 Bacteria_16S 


2223909 2223992 2 


2268415 2268513 2 


85 


Thermodesulfobacteriales; 


101 


strain Pl 16S ribosomal RNA, partial sequence 


Rhodo 
gi| 219857583 


gi|219857554 
2267708 22692 


ND 


159648 2161102 Swaminathania 
spirillales; Acetobacteraceae; 


ref|NR_025171.1| Thermodesulfatator 
20 2224715 Thermodesulfatator indicus DSM 
Thermodesulfobacteriaceae; 


ref|NR_025142.1| Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
247044 Bacteria_16S 


strain NRRL B-231 
Firmicutes; 


Bacillales; 
247044 Bacteria_16S 

strain L1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


2285220 2285306 14 101 gi 
54 16S ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
2288160 2288206 54 101 


gi 


Entomoplasmatales; 


219857542 
22845 


219857540 


Desulfofaba. 


ref|NR_025130.1| Bacillus sonorensis 
30 2285939 Bacillus sonorensis Bacteria; 
ref|NR_025128.1| Mesoplasma florum 


2287434 2288933 Mesoplasma florum Ll Bacteria; 
Entomoplasmataceae; Mesoplasma. 


247044 Bacteria_16S 


2631078 2631164 14 


strain hl 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 


247044 Bacteria_16S 


247044 Bacteria_16S 


247044 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; 
247044 Bacteria_16S 

strain Yo-3 16S r 


247044 Bacteria_16S 


Bacteria; 
247044 Bacteria_16S 
weihenstephanensi 
weihenstephanensi 
247044 Bacteria_16S 


s Bacteria; 


2680933 2681032 1 


Firmicutes; 
2706381 2706467 14 


Firmicutes; Bacillales; 
2739472 2739566 6 


Clostridia; 
2761694 2761792 2 


2789045 2789131 14 


2869603 2869689 14 


Firmicutes; 
2926165 2926251 14 


carotinifaciens strain E-396 16S ribosomal RNA, 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
247044 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes 
247044 Bacteria_16S 


Paracoccus. 
247044 Bacteria_16S 


Paracoccus. 
247044 Bacteria_16S 
strain DSM 11603 


247044 Bacteria_16S 


strain N1 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 


247044 Bacteria_16S 


intermedius strain TF2 1 


Bacteria; 
247044 Bacteria_16S 
strain A901/1 16S 


247044 Bacteria_16S 
strain 2045-94 16 
Firmicutes; Bacil 
247044 Bacteria_16S 

pontiacus ChLG-10 16S 
Bacteria; 
247044 Bacteria_16S 
sibiricus strain 


Sandaracinobacter. 
247044 Bacteria_16S 


Bacteria; 
247044 Bacteria_16S 


Janthinobacterium. 
247044 Bacteria_16S 
pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 
247044 Bacteria_16S 


Bacteria; 


16S rib 


Proteobacteria; 


riboso 


S ribos 
lales; 


Proteobacteria; 


3027727 3027813 14 


Firmicutes; 
3085334 3085420 14 


3086779 3086865 14 


3106249 3106335 14 
3109190 3109276 14 
RNA, complete sequence 


3118316 3118414 2 
6S ribosomal RNA, 


3134715 3134801 14 


3142303 3142389 14 


Bacillales Family XI. 
3143790 3143876 14 
ribosomal 


3197267 3197353 14 


3221368 3221414 54 


3222887 3222933 54 
Proteobacteria; 


3408084 3408182 2 


3536275 3536361 14 


101 


101 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Lactobacillales; 
101 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial s 
oxidotolerans Bacteria; 
101 
Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 
101 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospiril 
101 
koleovorans strain TB 16S ribosomal RNA, partial sequence 


101 
strain GKNTAUT 16S ribosomal RNA, partia 
Clostridia; 
101 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


101 
denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


101 
osomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


101 


Rhodobacterales; 

101 
complete sequence 31176 
Alphaproteobacteria; Rhodospiri 
101 
mal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
101 
omal RNA, partial sequence 
Incertae 
101 
RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; 
101 
RB16-17 16S ribosomal RNA, partial sequence 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 


101 
lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
101 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 
agaricidamnosum Bacteria; Betaproteobacteria; 

101 
DSM 10092 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


gi|219857238 
2630432 26317 


gi| 219857202 


219857184 
equence 
le 

219857161 
27388 


gi 


Bacilla 
gi 


S; 
gi|]219857145 
2761077 27624 
llales; 
gi 


219857124 
27883 
gi|219856878 
Bacillaceae; 


gi| 219856839 
complete sequence 


gi| 219846905 
Clostridiales; 

gi|219846865 
sequenc 
Rhodo 


gi|219846864 


gi|219846851 
Phyllobacteriac 
gi| 219846849 
3108566 31099 
Rhodobacter 
gi| 219846843 
llales; 
gi| 219846832 
3134094 31355 
Rhodobacter 
gi|219846827 
3141609 31431 
Sedis; 
219846826 
31431 
R 
219846790 


gi 


gi 


gi|219846773 
Ox 
219846772 
sequence 
Bur 


gi 


gi|219846640 


Syntroph 


101 


sequence 
Carnobacteriaceae; 


s Family 


Thermodesul 


Rhodobacterales; 


1 sequence 3027026 30285 


Rhodobacterales; 


Sphingomonadales; 


ref|NR_024866.1 


ref|NR_024830.1 
2680270 268176 


ref|NR_024812.1 

2705678 270719 
XII. Incertae 
ref|NR_024789.1 


fobiaceae; 
ref|NR_024773.1 
Kozakia. 


ref|NR_024752.1 


ref |NR_024697.1 
286889 
Bacillus; Bacil 
ref |NR_024658.1 


2925520 292697 


ref|NR_026497.1 
3 
Peptococcaceae; 
ref|NR_026457.1 
e 3084717 308611 


bacterales; 


ref|NR_026456.1 
3086162 308755 
Rho 


ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref|NR_026441.1 


aceae; Rhodovulu 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref|NR_026424.1 


aceae; Paracoccu 
ref|NR_026419.1 


ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026382.1 
196654 319807 
Sphing 


w 


ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref |NR_026364.1 

3222170 322363 
kholderiales; Ox 


ref|NR_026232.1 
3407396 340888 
obacterales; Syn 


gi|219846552 


Methylarcula terricola 


92 Methylarcula terricola Bacteria; 


Alkalibacterium 
1 Alkalibacterium 


Alkalibacterium. 


Exiguobacterium 
1 Exiguobacterium 


Sedis; Exiguobacterium. 


Thermodesulfobium 


10 2740172 Thermodesulfobium narugense 
Thermodesulfobium. 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 
Acetobacteraceae; 


Paenibacillus 


65 2789727 Paenibacillus koleovorans 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
101 i 
s strain DSM11821 16S ribosomal RNA, partial sequence 
Bacillales; 

101 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 

Gluconacetobacter 

acetobacter intermedius 

; Gluconacetobacter. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


s. 
Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


ref|NR_026144.1 


Bacillus halmapalus 


strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; Bacillus. 


247044 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter. 


3554821 3554919 2 101 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1 
ri 


219846540 


sequence 
a; Rhodo 


ref |NR_026132.1 
3554185 355566 
spir 


illales; Ace 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


247044 Bacteria_16S 3603621 3603707 14 101 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 

247044 Bacteria_16S 3655045 3655131 14 101 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

247044 Bacteria_16S 3656522 3656608 14 101 gi|219846467|ref|NR_026059.1| Rhizobium giardinii 


strain H152 16S r 


ibosomal RNA, partial sequence 


3655877 36573 


53 Rhizobium giardinii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
247044 Bacteria_16S 3679535 3679621 14 101 gi|219846451|ref|NR_026042.1| Rickettsia 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 3680323 Rickettsia 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

247044 Bacteria_16S 3682493 3682579 14 101 gi|219846449|ref|NR_026040.1| Octadecabacter 
arcticus strain 238 16S ribosomal RNA, partial sequence 3681864 3683252 Octadecabacter arcticus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 

247044 Bacteria_16S 3723179 3723265 14 101 gi|219846419|ref|NR_026010.1] Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

247044 Bacteria_16S 3800778 3800864 14 101 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium ciceri Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

247044 Bacteria_16S 3802324 3802374 50 101 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

247044 Bacteria_16S 3846399 3846485 14 101 gi|219846331|ref|NR_025921.1| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

247044 Bacteria_16S 3849379 3849465 14 101 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

247044 Bacteria_16S 3872147 3872233 14 101 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

247044 Bacteria_16S 3873734 3873820 14 101 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

247044 Bacteria_16S 3898518 3898604 14 101 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

247044 Bacteria_16S 3937817 3937903 14 101 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

247044 Bacteria_16S 3952550 3952636 15 102 gi|219846257|ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

247044 Bacteria_16S 3954026 3954112 14 101 gi| 219846256 |ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

247044 Bacteria_16S 3955465 3955551 14 101 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

247044 Bacteria_16S 3959984 3960070 14 101 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

247044 Bacteria_16S 3967486 3967572 14 101 gi|219846247|ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

247044 Bacteria_16S 4040672 4040758 14 101 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
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247044 Bacteria_16S 4134346 4134432 14 101 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

247044 Bacteria_16S 4163842 4163888 54 101 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

247044 Bacteria_16S 4166798 4166884 14 101 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

247044 Bacteria_16S 4168280 4168366 14 101 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

247044 Bacteria_16S 4174523 4174569 54 101 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
247044 Bacteria_16S 4224570 4224656 14 101 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

247044 Bacteria_16S 82219 82268 52 102 gi|265679009|ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

247044 Bacteria_16S 167768 167841 27 101 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 169292 169365 27 101 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 170768 170841 27 101 gi|265678949|ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 172278 172351. 27 101 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 173774 173859 15 101 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

247044 Bacteria_16S 175294 175367 27 101 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 190549 190634 15 101 gi| 265678936 |ref|NR_029244.1| Methylomicrobium album 
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247044 Bacteria_16S 709389 709474 15 101 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

247044 Bacteria_16S 937813 937862 52 102 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

247044 Bacteria_16S 970245 970305 40 101 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 


fructosovorans Bacteria; 


Desulfovibrio. 
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Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 

247044 Bacteria_16S 1356683 1356740 43 101 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 1708507 1708556 51 101 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

247044 Bacteria_16S 1776737 1776810 27 101 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 1794874 1794947 27 101 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 1796359 1796432 27 101 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 1797913 1797986 27 101 gi|219878337|ref|NR_025476.1| Vibrio neptunius 
strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 1833107 1833204 3 101 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

247044 Bacteria_16S 1906083 1906132 51 101 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
247044 Bacteria_16S 1999253 1999326 27 101 gi|219878196|ref|NR_025335.1| Pragia fontium strain 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 

247044 Bacteria_16S 2021945 2021994 51 101 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

247044 Bacteria_16S 2078464 2078538 5 79 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

247044 Bacteria_16S 2080023 2080097 5 79 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

247044 Bacteria_16S 2256070 2256119 51 101 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 
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2282172 2282221 51 101 gi|219857545|ref|NR_025133.1| Mycoplasma 
rain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2424780 2424829 51 101 gi|219857442|ref|NR_025030.1| Halothiobacillus 
-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
acteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 

2442760 2442833 27 101 gi|219857424|ref|NR_025012.1| Shewanella japonica 
6S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2445864 2445913 51 101 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 

16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

2477527 2477576 51 101 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 
osomal RNA, partial sequence 2476824 2478244 Mycoplasma indiense Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2478999 2479048 51 101 gi|219857397|ref|NR_024985.1| Mycoplasma cloacale 
bosomal RNA, partial sequence 2478295 2479747 Mycoplasma cloacale Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2480506 2480555 51 101 gi|219857396|ref|NR_024984.1| Mycoplasma falconis 
ibosomal RNA, partial sequence 2479798 2481265 Mycoplasma falconis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2482019 2482068 51 101 gi|219857395|ref|NR_024983.1| Mycoplasma faucium 
ribosomal RNA, partial sequence 2481316 2482774 Mycoplasma faucium Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2485040 2485089 51 101 gi|219857393|ref|NR_024981.1| Mycoplasma subdolum 
osomal RNA, partial sequence 2484337 2485798 Mycoplasma subdolum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2486559 2486608 51 101 gi|219857392|ref|NR_024980.1| Mycoplasma spumans 
ibosomal RNA, partial sequence 2485849 2487317 Mycoplasma spumans Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2488073 2488122 51 101 gi|219857391|ref|NR_024979.1| Mycoplasma buccale 
S ribosomal RNA, partial sequence 2487368 2488830 Mycoplasma buccale Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2489586 2489635 51 POL gi|219857390|ref|NR_024978.1| Mycoplasma equirhinis 
S ribosomal RNA, partial sequence 2488881 2490343 Mycoplasma equirhinis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2618893 2618942 51 101 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
bosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

2721402 2721451 51 101 gi|219857174|ref|NR_024802.1| Sulfurovum 
rain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
cteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

2852591 2852664 27 101 gi|219856889|ref|NR_024708.1| Pseudomonas geniculata 

16S ribosomal RNA, partial sequence 2851886 2853382 Pseudomonas geniculata 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 

3074647 3074696 51 101 gi|219846872|ref|NR_026464.1| Ferribacterium 

cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
acteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 

3421609 3421658 52 102 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
in NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 
eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

3426053 3426102 52 102 gi| 219846627 |ref|NR_026219.1| Pseudoalteromonas 
TCC 33046 16S ribosomal RNA, partial sequence 3425334 3426769 Pseudoalteromonas 
; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

3558030 3558103 27 101 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 

16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3559510 3559583 27 101 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 

16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3561025 3561098 27 101 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
bosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3562546 3562619 27 101 gi|219846534|ref|NR_026126.1| Vibrio 
strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3565511 3565584 27 101 gi|219846532|ref|NR_026124.1| Vibrio natriegens 

16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
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ammaproteobacteria; Vibrionales; Vibri 
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strain UIA 16S ribosomal RNA, partial sequence 
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debontii strain FC3 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
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3706541 3706641 1 
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strain 275c 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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strain PG51 16S ribosomal RNA, partial sequence 
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n $1 16S ribosomal RNA, 
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517150 517198 52 
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101 
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complete seque 
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35 


gi 
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acteria; Gammaproteobacteria; Vibriona 


gi 
35 


gi 
gi 
36 
gi 
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37 
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gi 
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gi 
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acteria; Gammaproteobacteria; Alteromo 


gi 


gi 


n KMM 520 16S ribosomal RNA, partial s 
Gammaproteobacter 


gi 
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teria; 
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219846531 
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219846530 
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les; Vibri 
219846518 
85997 35874 
hylococe 
219846466 
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ref 
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robiales; 
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ref 
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De 
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NR_025984.1 
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Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 
ibri 


Vibrio cincinnatiensis 
cincinnatiensis 


Methylomonas fodinarum 


56 Methylomonas fodinarum Bacteria; 
e; Methylomo 


nas. 

Shewanella 
0 Shewanella 
Shewanella. 
Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Pseudoalteromonas 
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Chitinibacter 
ibacter tainanensis 
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Pseudoalteromonas 
3 Pseudoalteromonas 
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Pseudoalteromonas 
9 Pseudoalteromonas 


Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
101 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
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101 gi|265678977|ref|NR_029285.1| Pseudoalteromonas 

sequence 127409 128819 Pseudoalteromonas espejiana 

nadales; Pseudoalteromonadaceae; 

101 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 


101 


101 


101 


101 
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101 


195893 19735 


gi 


214535 21600 


gi 


complete sequence 


gi 


314818 31623 


gi 


n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 


gi 


thracensis strain 39-8 16S ribosomal 
Photorhabdus luminescens subsp. thracens 
Enterobacteriaceae; 


gi 


acea 
265678919|ref 
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e; Methylomi 
NR_029227.1 


e; Halomona 
NR_029208.1 
9 
e 


ales; Coryn 


NR_029155.1 
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Ss. 


4 Methylomicrobium agile Bacteria; 


crobium. 
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2 Halomonas elongata Bacteria; 
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Mycobacterium 
Mycobacterium 
bacterineae; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Photorhabdus 
516416 517931 


is Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


NR_029011.1 


Photorhabdus 


luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 


luminescens subsp 
Enterobacteriacea 


247044 Bacteria_16S 


e; Photorhabdus. 
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gi 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, part 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteoba 


Pseudoalteromonas 


247044 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


247044 Bacteria_16S 
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Proteobacteria; G 


luminescens subsp 


Enterobacteriales 


247044 Bacteria_16S 
luminescens subsp. 


Enterobacteriales 


247044 Bacteria_16S 
strain MR2 16S ribosomal RNA, partial 
Clostridia; 


histaminiformans 
histaminiformans 
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700738 700786 52 


lales; Paenibacillaceae; 
721822 721870 52 


723408 723456 52 


; Enterobacteriaceae; 
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akhurstii strain FRGO4 16S ribosomal 
Photorhabdus luminescens subsp. 
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cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


selenitireducens 
selenitireducens 
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strain I-75 16S r 
Proteobacteria; G 
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Proteobacteria; G 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


247044 Bacteria_16S 
ATCC 33400 16S ribosomal RNA, 
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pneumoniae Bacter 
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strain NS51 16S r 
Firmicutes; Lacto 


247044 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


15470 strain E7.2 
Bacteria; Firmicu 


247044 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


247044 Bacteria_16S 
strain 108 16S ribosomal RNA, partial 
Lactobacillales; 


pseudopneumoniae 
pseudopneumoniae 


247044 Bacteria_16S 
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Proteobacteria; G 
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Proteobacteria; G 


strain R-10289 16 
Proteobacteria; G 
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Proteobacteria; G 
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958824 96027 
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1021546 10230 


30 Streptococcus 
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05 1403959 Pseudo 
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8 


monadales; P 


NR_028887.1 


NR_028871.1 


aceae; Photo 
NR_028870.1 
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NR_028869.1 
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NR_028862.1 


llonellaceae 
NR_028806.1 


ckettsiaceae 
NR_028707.1 
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lus. 
NR_028686.1 


aceae; Citro 
NR_028685.1 


aceae; Citro 
NR_028676.1 
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treptococcus 
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NR_027549.1 


erobacteriac 
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lister. 
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eae; Strepto 
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Pseudoalteromonas 
Pseudoalteromonas 
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odorifer Bacteria; 


Photorhabdus temperata 
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rhabdus. 
Photorhabdus 
722663 724202 
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Photorhabdus 
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Allisonella 
Allisonella. 
Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Bacillus 

Bacillus 
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, 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Pseudoalteromonas 

8 Pseudoalteromonas 

udoalteromonadaceae; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 
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Pseudoalteromonas 
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aceae; 


Streptococcus 
6 Streptococcus 
coccus. 
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habdus. 
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24 Thermomonas brevis Bacteria; 
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71 Thermomonas fusca Bacteria; 
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Escherichia albertii 
ichia albertii Bacteria; 
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Enterobacter cowanii 


1671187 1672548 Enterobacter cowanii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
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agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 
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strain CCUG 43457 
Bacteroidetes; Ba 
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limicola strain G 
limicola Bacteria 


strain L1/68 16S 


Proteobacteria; G 


strain ET-5b 16S 
Firmicutes; Bacil 


247044 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


247044 Bacteria_16S 
n DSM 9390 16S ribosomal RNA, partial 
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Pseudoalteromonas 
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Pseudoalteromonas 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
247044 Bacteria_16S 


strain FI-25796 1 


strain ATCC 51603 
Proteobacteria; G 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 
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Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 
Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 


2319172 232071 
thomonadales; Xa 


ref|NR_025009.1 
2446675 244812 
monadales; Pseud 


ref|NR_024940.1 


ceae; Hyphomonas 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


gi|219857233 


Stenotrophomonas 
3 Stenotrophomonas 
nthomonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 


oalteromonadaceae; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


ref|NR_024861.1 


Citrobacter farmeri 


2636413 2637923 Citrobacter farmeri Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


247044 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


247044 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


strain JCM1680 16 
Proteobacteria; G 


247044 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


247044 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


247044 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


247044 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; G 


247044 Bacteria_16S 


strain JCM1234 16 
Proteobacteria; G 


247044 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; G 


247044 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


247044 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


2647909 2648009 1 102 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 
2763199 2763247 52 


101 gi 


2764715 2764763 52 101 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766231 2766279 52 101 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2923339 2923387 52 101 gi 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2924840 2924888 52 101 gi 

ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2947446 2947494 52 101 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2951925 2951973 52 101 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2966995 2967043 52 101 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
2976188 2976236 52 101 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2983831 2983879 52 101 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


247044 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


247044 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


247044 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


247044 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


247044 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


247044 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


247044 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


247044 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


247044 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


247044 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 


Pseudoalteromonas. 
247044 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 


Pseudoalteromonas. 
247044 Bacteria_16S 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 


3003684 3003732 52 101 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3053717 3053765 52 101 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3079187 3079235 52 101 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3080763 3080811 52 101 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3082339 3082387 52 101 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


3110668 3110767 1 101 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3271176 3271224 52 101 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3272714 3272762 52 101 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3411196 3411244 52 101 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3420131 3420179 52 101 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


3423093 3423141 52 101 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 


3424576 3424624 52 101 gi 


qu 


, 


ct 


E 


E 


ne 
na 


oc 


E 


cl 


ne 


ri 


er 


en 
el 


ce 
el 


eq 
er 


eq 
tr 


E 


E 


ne 


en 


na 


ia 
er 


219857226 


ence 


219857142 
16S ribosomal RNA, partial sequence 2762542 27639 
acteria; Gammaproteobacteria; Enteroba 
247044 Bacteria_16S 


e 
dales; 


219856840 
2924131 29254 


cus. 


219856825 
2946729 29481 
nterobac 
219856822 
2951208 29526 
Enterobac 
219846946 
6S ribosomal RNA, partial sequence 2966273 29677 
Enterobac 
219846939 
2975480 29769 
ostridiu 
219846934 
2983106 29845 


219846921 
30029 


e 
llales; 


219846886 
3052993 30544 


iaceae; 


219846869 
ce 30784 


lales; 


219846868 
30800 


lales; 


219846867 


uence 
ia; 


219846848 


uence 


dales; 


219846629 
1 sequen 
ia; Alte 


219846628 


Thiotric 


eriales; 
219857141 
2763991 27654 
nterobac 
219857140 
2765507 27669 
nterobac 
219856841 
29226 


Desu 


idiales; 
219846740 
32704 
nterobac 
219846739 
32719 
nterobac 
219846637 

34104 
llaceae; 
219846631 
ce 34194 


ref |NR_024854.1 
2647248 264867 
hales; Piscirick 


Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


ref|NR_024770.1 
40 Edwardsiella tarda ATCC 15947 
Enterobacteriaceae; Edwardsiella. 
ref|NR_024769.1| Edwardsiella ictaluri 
56 Edwardsiella ictaluri Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024768.1| Edwardsiella hoshinae 
72 Edwardsiella hoshinae Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024660.1| Pseudoxanthomonas 

17 2924080 Pseudoxanthomonas japonensis 
anthomonadaceae; Pseudoxanthomonas. 
ref|NR_024659.1| Streptococcus peroris 
69 Streptococcus peroris Bacteria; 


Edwardsiella tarda 


xX 


ref|NR_024644.1| Serratia rubidaea 

70 Serratia rubidaea Bacteria; 
teriaceae; Serratia. 

ref|NR_024641.1| Enterobacter gergoviae 
57 Enterobacter gergoviae Bacteria; 
teriaceae; Enterobacter. 

ref|NR_026538.1| Dickeya paradisiaca 

69 Dickeya paradisiaca Bacteria; 
teriaceae; Dickeya. 

ref|NR_026531.1| Clostridium ultunense 
25 Clostridium ultunense Bacteria; 

m. 
ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 


Gluconacetobacter 
acetobacter europaeus 
Acetobacteracea Gluconacetobacter. 
ref|NR_026478.1| Formivibrio citricus 
82 Formivibrio citricus Bacteria; 
Formivibrio. 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 


ref |NR_026513.1 
97 3004478 Glucon 
es 


’ 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


D 


D 


ref |NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref|NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Dialister pneumosintes 
ter pneumosintes 


Pseudoalteromonas 
alteromonas rubra 
P aceae; 
ref |NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


ref|NR_026220.1| Pseudoalteromonas 


3423861 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae; 
247044 Bacteria_16S 


atlantica strain 
atlantica Bacteri 


Pseudoalteromonas. 
247044 Bacteria_16S 
6S ribosomal RNA, partial sequence 3538695 35402 


strain DSM 8721 1 
Firmicutes; Bacil 


247044 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


247044 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


247044 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


247044 Bacteria_16S 


fusiformis strain 
Bacteria; Verruco 


247044 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


247044 Bacteria_16S 


strain 18323 16S 


Pseudoalteromonas. 


3427535 3427583 52 101 gi|219846626|ref|NR_026218.1| Pseudoalteromonas 

IAM 12927 16S ribosomal RNA, partial sequence 3426820 3428242 Pseudoalteromonas 

a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
3539440 3539488 52 101 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


lales; Bacillaceae; Bacillus. 

3588260 3588308 52 101 gi|219846517|ref|NR_026109.1| Desulfurella 
n A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
acteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

3670389 3670437 52 101 gi|219846457|ref|NR_026048.1| Brenneria nigrifluens 

ribosomal RNA, partial sequence 3669690 3671145 Brenneria nigrifluens Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 

3674910 3674958 52 101 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 

3705022 3705091 1 70 gi|219846433|ref|NR_026024.1| Prosthecobacter 

FC4 16S ribosomal RNA, partial sequence 3704351 3705819 Prosthecobacter fusiformis 
microbia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 

3797804 3797904 1 102 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
ibosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

3803888 3803936 52 101 gi|219846360|ref|NR_025951.1| Bordetella pertussis 


ribosomal RNA, partial sequence 


3803146 38046 


09 Bordetella pertussis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

247044 Bacteria_16S 3808378 3808426 52 101 gi| 219846357 |ref|NR_025948.1| Campylobacter 
helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
247044 Bacteria_16S 3816142 3816190 52 101 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

247044 Bacteria_16S 3838789 3838889 1 102 gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
247044 Bacteria_16S 3913629 3913677 52 101 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

247044 Bacteria_16S 4072267 4072315 52 101 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

247044 Bacteria_16S 4245674 4245722 52 101 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

247044 Bacteria_16S 2197 2292 5 101 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

247044 Bacteria_16S 24941 25040 1 101 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 26433 26512 21 101 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 29470 29569 1 101 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 31044 31143 1 101 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

247044 Bacteria_16S 44480 44579 1 101 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

247044 Bacteria_16S 71839 71934 5 101 gi| 265679016 |ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680  #Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

247044 Bacteria_16S 89757 89789 53 85 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 


hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 


247044 Bacteria_16S 100546 100645 1 101 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

247044 Bacteria_16S 103616 103711 5 101 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 


247044 Bacteria_16S 125074 125121 53 101 gi| 265678979 |ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

247044 Bacteria_16S 126611 126694 17 101 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
247044 Bacteria_16S 152317 152400 17 101 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 210592 210671 21 101 gi|265678922|ref|NR_029230.1| Clostridium 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


247044 Bacteria_16S 213713 213812 1 101 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

247044 Bacteria_16S 265343 265438 5 101 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 


strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 


247044 Bacteria_16S 351991 352074 17 101 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

247044 Bacteria_16S 356389 356472 17 101 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

247044 Bacteria_16S 368291 368386 5 EO gi| 265678809 |ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 


castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
247044 Bacteria_16S 372800 372883 17 101 gi| 265678806 |ref|NR_029111.1] Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 
247044 Bacteria_16S 374267 374362 5 101 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
247044 Bacteria_16S 385026 385125 1 101 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

247044 Bacteria_16S 403448 403543 5 101 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
247044 Bacteria_16S 409604 409699 5 101 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
247044 Bacteria_16S 436008 436103 5 101 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
247044 Bacteria_16S 437593 437688 5 101 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
247044 Bacteria_16S 445230 445329 1 101 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
247044 Bacteria_16S 449829 449924 5 101 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 


247044 Bacteria_ 


16S 460517 460612 5 101 gi 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 


247044 Bacteria_ 


strain S-5623 16S 
Lactobacillales; Weissella. 


Firmicutes; 
247044 Bacteria_ 


ushuaiensis strai 
Proteob 


Bacteria; 
247044 Bacteria_ 


strain G-16.1 16S 
Gammaproteobacteria; Oceanospirillales; 


Proteobacteria; 
247044 Bacteria_ 


benzenivorans str 
Bacteria; Actinob 


Pseudonocardia. 

247044 Bacteria_ 
variabile strain 
Bacteria; 
247044 Bacteria_ 


flavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; 
247044 Bacteria_16S 


hassiacum strain 
Bacteria; 


Firmicutes; 


strain B43 16S ri 
Proteobacteria; 


paurometabolica s 


Firmicutes; 


Proteob 
247044 Bacteria_16S 
cangkringensis st 
cangkringensis Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; 
247044 Bacteria_16S 
strain CK55 16S r 
Clost 
247044 Bacteria_16S 


Gammaproteobacteria; Enterobacteriales; 
247044 Bacteria_16S 


16S 472760 472843 17 101 


ribosomal RNA, partial sequence 


gi 


16S 488061 488160 1 101 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
16S 491193 491292 1 101 gi 
ribosomal RNA, partial sequence 
16S 523273 523368 5 101 
ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


16S 540020 540119 1 101 gi 
BI 114 16S ribosomal RNA, partial sequ 
Clostridia; Clostridiales; 
553775 553870 5 101 


Rumino 


16S gi 


Streptomyces. 
593059 593142 17 101 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
600441 600536 5 101 gi 
rain D13P3 16S ribosomal RNA, partial 
; Streptomyces. 
652351 652434 17 101 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
717179 717226 52 100 
bosomal RNA, partial sequence 


gi 


gi 


740197 740292 5 101 gi 
train YIM 90007 16S ribosomal RNA, par 


472041 47353 


265678657 
ce 


265678652 
sequence 
ae; 


; Actinomyceta 


59240 
Sphingomonadales; 


Actinomycetales; 


les; 


ref |NR_028962.1 
8 593892 Novos 
Sphingomonadace 
ref|NR_028957.1 
599812 601293 


265678744 |ref|NR_029049.1| Amycolatopsis 
459859 461323 Amycolatopsis 
Actinomycetales; Pseudonocardineae; 
265678736|ref|NR_029041.1| Weissella koreensis 


7 Weissella koreensis Bacteria; 


265678726 |ref|NR_029031.1| Marinomonas 

ce 487371 488866 Marinomonas ushuaiensis 

irillales; Marinomonas. 

265678724 |ref|NR_029029.1| Halomonas organivorans 
490502 491973 Halomonas organivorans Bacteria; 

Halomonadaceae; Halomonas. 

265678703|ref|NR_029008.1| Pseudonocardia 

ence 522602 524095 Pseudonocardia benzenivorans 

ales; Pseudonocardineae; Pseudonocardiaceae; 

265678692|ref|NR_028997.1| Subdoligranulum 

ence 539384 540811 Subdoligranulum variabile 

coccaceae; Subdoligranulum. 

265678683|ref|NR_028988.1| Streptomyces 

al sequence 553128 554608 Streptomyces 


Streptomycineae; 


Novosphingobium 


phingobium hassiacum 
ae; Novosphingobium. 


Streptomyces 
Streptomyces 


Streptomycineae; 


265678615|ref|NR_028920.1| Clostridium uliginosum 
651676 653112 Clostridium uliginosum Bacteria; 

Clostridium. 

265678570|ref|NR_028875.1| Enterobacter pyrinus 
716437 717968 Enterobacter pyrinus Bacteria; 

Enterobacteriaceae; Enterobacter. 

265678554|ref|NR_028858.1| Saccharomonospora 

tial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 
247044 Bacteria_16S 


strain YIM90005 1 


paraffinivorans s 


paraffinivorans B 
Gordonia. 
247044 Bacteria_16S 


Gordoniaceae; 
beijiangensis str 
beijiangensis Bac 
ingluviei strain 
Bacteria; 


jannaschii strain 
Bacteria; Proteob 


247044 Bacteria_16S 
n 6330 16S ribosomal RNA, partial sequence 81510 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


247044 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


247044 Bacteria_16S 


strain K24 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
247044 Bacteria_16S 


Firmicutes; 
247044 Bacteria_16S 


Pseudonocardiaceae; 
774273 774368 5 


Saccharomonospor 
101 gi 


777398 777493 5 101 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
786598 786693 5 


101 gi 


Streptomyces. 
808141 808224 17 101 gi 
KR3 16S ribosomal RNA, partial sequenc 
Lactobacillales; Lactobacillaceae 
812724 812760 1 37 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
815748 815843 5 101 gi 


acteria; Actinobacteridae; Actinomycet 


856677 856760 17 101 gi 
ain TB1-10 16S ribosomal RNA, partial 

18811 Bacteria; Firmicutes; Lactobaci 
861290 861385 5 101 gi 
bosomal RNA, partial sequence 


876283 876378 5 101 


a. 
265678530 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
247044 Bacteria_16S 


265678528 
sequence 
dae; 


265678521 


ain YIM6 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomycetaceae; 
247044 Bacteria_16S 


265678507 
e 80741 
; Lactobac 
265678504 
nce 81203 
ales; 
265678502 


860647 86213 
donocardineae; 


265678461 


gi 


donocardin 


Actinomyc 


Ectothio 


ref|NR_028834.1 
eae; Pseudonocar 
ref|NR_028832.1 

776745 778221 
etales; 


ref|NR_028825.1 
785920 787418 
ales; Strept 


ref|NR_028810.1 
2 808917 Lactob 
illus. 
ref |NR_028807.1 
5 813508 Thioal 
rhodospirace 
ref|NR_028805.1 
9 816530 Pseudo 


0 Amycolatopsis 
Pseudonocar 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Gordonia 
Gordonia 


Corynebacterineae; 


Streptomyces 
Streptomyces 
omycineae; 


Lactobacillus 
acillus ingluviei 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Pseudonocardia 
nocardia zijingensis 


ales; Pseudonocardineae; Pseudonocardiaceae; 
265678474 |ref|NR_028777.1| Leuconostoc 

sequence 855982 857475 Leuconostoc 

llales; Leuconostoc. 

265678471|ref|NR_028774.1| Amycolatopsis sacchari 


sacchari Bacteria; 
diaceae; Amycolatopsis. 


ref|NR_028764.1 


Streptomyces 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


875686 877087 Streptomyces scopiformis 
Streptomycineae; Streptomycetaceae; 


247044 Bacteria_ 


koreensis strain 


Bacteria; Actinob 


Catellatospora. 


247044 Bacteria_ 
strain VKM Ac-179 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Rathayibacter. 


247044 Bacteria_ 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 
247044 Bacteria_ 


pretiosum subsp. 


Actinomycetales; 


16S 882298 882393 5 101 gi 


acteria; Actinobacteridae; Actinomycet 


16S 885382 885477 5 101 gi 


9 16S ribosomal RNA, partial sequence 


265678456 
LM042 16S ribosomal RNA, partial sequence 
ales; 


265678454 


ales; 


ref|NR_028758.1 
881630 883139 Catel 
Micromonosporineae; 
ref|NR_028756.1 
88470 


Micrococcineae; Mic 


1 


1 886196 Rathay 
robacteriaceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Rathayibacter caricis 


ibacter caricis 


Lechevalieria 
913840 Lechevalieria 


Pseudonocardineae; 


Actinosynnema 
913891 915394 


16S 912998 913093 5 101 gi| 265678436 |ref|NR_028738.1 
train NRRL B-3298 16S ribosomal RNA, partial sequence 912332 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
ae; Lechevalieria. 
16S 914556 914651 5 101 gi| 265678435 |ref|NR_028737.1 
pretiosum strain C-15003 16S ribosomal RNA, partial sequence 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
16S 916146 916245 1 101 gi|265678434|ref|NR_028736.1 


247044 Bacteria_ 
intermedius strain 1877 16S ribosomal RNA, partial sequence 91544 


Bacteria; 


247044 Bacteria_ 
strain SK3 16S ribosomal RNA, 


Firmicutes; 


247044 Bacteria_ 
strain LK2-10 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


247044 Bacteria_ 
insulare strain K 
Proteob 


Bacteria; 


247044 Bacteria_ 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 
ryukyuensis Bacte 
247044 Bacteria_ 
tardaugens strain 
Proteob 


Bacteria; 


247044 Bacteria_ 
strain JCM 4837 1 


Sphingopyxis. 


247044 Bacteria_ 
phragmitetus stra 


Pannonibacter. 


247044 Bacteria_ 
gallinaceus strai 
gallinaceus Bacte 
247044 Bacteria_ 
strain R-4079 16S 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


247044 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


247044 Bacteria_16S 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptoc 
16S 1020685 1020784 1 101 gi|265678364|ref|NR_028666.1 
complete sequence 1019984 1021495 Streptococcus 
Lactobacillales; Streptococcaceae; Streptococcus. 
16S 1048222 10483175 101 gi|265678346|ref|NR_028648.1 
ribosomal RNA, partial sequence 1047573 10490 


16S 1051298 1051397 1 101 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 


16S 1055740 1055839 1 101 gi 


ria; Firmicutes; Bacillales; Bacillace 
16S 1073767 1073850 17 101 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 


16S 1085656 1085751 5 101 gi 


16S 1141727 1141810 17 101 gi 


16S 1143253 1143336 17 101 gi 


ribosomal RNA, partial sequence 


16S 1229432 1229531 1 101 


ribosomal RNA, partial sequence 


gi 


16S 1241606 1241642 1 37 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
16S 1246109 12462045 101 gi 


ibosomal RNA, partial sequence 


1 


1262495 12625905 101 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 
1276025 1276124 1 101 gi 


Weissella. 
1307713 1307808 5 


101 gi 


omonospori 
265678343 


irillales; 
265678340 


ae; 
265678328 
ence 10731 
Sphingomonadales; 

265678319 
6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Bacteria_ 
witflariensis str 
witflariensis Bac 


Streptomycineae; 
253680762 
ain W-50 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


253680761 
in C6-19 16S ribosomal RNA, partial sequence 


phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; 


16S 1224847 1224946 1 101 gi|219878314|ref|NR_025453.1 
n CCUG 42692 16S ribosomal RNA, partial sequence 1224170 122567 
ria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcu 
16S 1227896 1227995 1 101 gi| 219878281 |ref|NR_025420.1 


1227244 12287 
Gammaproteobacteria; Pseudomonadales; P 
247044 Bacteria_ 
strain R-4069 16S 


se 
219878280 
1228770 12302 
Gammaproteobacteria; Pseudomonadales; P 
247044 Bacteria_ 
azorense Az-Ful s 
azorense Az-Ful B 
247044 Bacteria_ 
strain 13.4 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
247044 Bacteria_16S 
strain CBS 107.95 
Bacteria; Actinob 
247044 Bacteria_16S 
sarecensis strain 
Proteob 


se 
219878120 


ge 
219857484 
1245479 12468 
do 
219846681 


al 
219846179 
LV4 16S ribosomal RNA, partial sequence 


neae; Micromonos 
ref|NR_028645.1 
31 1052062 Marino 
Mar 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028621.1 
81 Streptomyces 
Streptomyceta 
ref|NR_028010.1 

1141076 114255 
Sphingomonadales; Sp 


10506 


Parali 


ref|NR_028009.1 
1142608 114408 
Rhodobacterales; 


udomonadaceae; Cellvibri 
ref|NR_025419.1 


udomonadaceae; Cellvibri 
ref|NR_025259.1 
sequence 1240965 124241 
nothermaceae; Sulfurihyd 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_026273.1 
1261851 1263306 Dietzi 
Corynebacterineae; D 
ref|NR_025769.1 
63 1276810 Chromo 


nocardin 


es; 


12753 


acteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
1288179 1288262 17 101 gi|219846052|ref|NR_025642.1 
1287447 1289004 Weissella soli Bacter 


228721493 


inospirillum. 


Streptococcus 


5 916988 Streptococcus intermedius 
occus anginosus group. 


Streptococcus gordonii 
gordonii Bacteria; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Marinospirillum 
spirillum insulare 


Paraliobacillus 
2 Paraliobacillus 


Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Sphingopyxis 

7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 


Rhodobacteraceae; 


Streptococcus 

1 Streptococcus 

Ss. 

Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Sulfurihydrogenibium 

1 Sulfurihydrogenibium 
rogenibium. 
Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Weissella soli strain 
ia; Firmicutes; 


ref |NR_027616.1 


Streptomyces 
1307063 


1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; 
247044 Bacteria_16S 


subsp. 


247044 Bacteria_16S 


Bacteria; 


247044 Bacteria_16S 
strain TN-272 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


247044 Bacteria_16S 


strain S-3 16S ri 


247044 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora. 


247044 Bacteria_16S 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae; 


247044 Bacteria_16S 


coelescens strain 
coelescens Bacter 
Streptomycetaceae; 


247044 Bacteria_16S 


strain LM 036 16S 


247044 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


247044 Bacteria_16S 


subsp. 
subsp. 


albus stra 
albus Bact 
Streptomycetaceae; 


247044 Bacteria_16S 


subsp. 
subsp. 


rimosus st 
rimosus Ba 
Streptomycetaceae; 


247044 Bacteria_16S 


strain SA35 16S r 


247044 Bacteria_16S 


caeruleus subsp. 


247044 Bacteria_16S 
strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


247044 Bacteria_16S 


1327711 1327794 17 
carnosus strain CCUG 34545 16S ribosomal 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; 
1398748 1398831 17 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 
Gemmatimonadetes; 


1425961 1426056 5 
ain DSM 40438 16S ribosomal RNA, partial sequenc 
teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
1427526 14276215 
AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
1439897 1439992 5 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
1452023 14521185 
n AA459 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 
1474562 1474657 5 2 
in DSM 40313 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
1488395 14884905 
rain JCM 4667 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
1492919 1493002 17 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
1494405 1494500 5 
caeruleus strain DSM 44103 16S 

Couchioplanes caeruleus subsp. caeruleus 
Actinomycetales; 


1530486 1530581 5 
oligospora strain ATCC 43269 16S ribosomal RNA, 
oligospora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; Actinomadura. 
247044 Bacteria_16S 


matsumotoense str 
matsumotoense Bac 
Micromonosporacea 


247044 Bacteria_16S 


strain JCM 3325 1 


1532025 15321205 
ain IMSNU 22003 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 
1535021 15351165 
6S ribosomal RNA, partial sequence 1534373 15358 


Gemmatimonadales; 
1409197 1409295 1 


Clostridiales; 
1413723 1413806 17 
bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Streptomycineae; 
101 


101 


101 


101 


101 


101 


101 


101 


101 


101 


101 


101 


Rhizobiales; 
101 


Micromonosporineae; Micromonosporaceae; 
1528978 1529073 5 


101 


101 


101 


101 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


247044 Bacteria_16S 


texasensis strain 


texasensis Bacteria; 
Actinosynnemataceae; 
247044 Bacteria_16S 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; 


1536530 15366255 
NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


Saccharothrix. 


1538092 1538187 5 


Saccharothrix. 


101 


101 


RNA, pa 


Clostridiaceae; 


Sphingomonadales; 
1416751 1416846 5 

16S ribosomal RNA, partial sequence 14160 
acteria; Actinobacteridae; Actinomycetales; 


ribosomal 


Streptomycetaceae; 


gi|219846129 


228715357 
13980 


gi 


Gemmat imonadaceae; 


gi]224581401 
1408524 14099 


gi|224581449 
1413085 14145 
gi|224581447 


gi|224581441 


224581440 
sequence 


gi 


gi|224581428 
1439230 14407 


gi] 224581419 


Actinomycetal 
gi|219878476|ref 
sequence 
Actinomyceta 
gi|219857134|ref 


complete sequen 


gi|219846714 
1492298 14937 
gi|219846703 


gi] 219857434 
1528339 15297 


Streptosporanginea 


gi|219857433 


partial sequence 


gi| 219857427 


gi|219857414 


219857378 
sequenc 


gi 


219857377 


gi 


rtial sequence 
Lactobac 


Sphingomonadac 


RNA, partia 
Bacteria; Actinobacteria; Actinobacteridae; 
Couchioplane 


Actinomycet 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


84 1399529 Gemmat 
Gemmatimonas. 


93 1417582 Saccha 
Pseudono 


e 1425302 142681 
Actinomycet 


1426862 142837 
Actinomycetale 


1451367 145284 


1473916 147541 


ce 1487741 148922 
Actinomyce 


11 Xanthobacter 
Xanthobacteraceae; 


1529847 153130 
Actinomycetale 


13 Actinomadura 
Streptosporanginea 


e 1535864 153737 
Actinomycetale 


NR_025719.1 

132699 
illaceae; La 
NR_027529.1 


NR_024719.1 


NR_027233.1 


eae; Sphingo 
NR_027229.1 


cardineae; P 
NR_027223.1 
ales; Strept 
NR_027222.1 
s; Streptomy 
NR_027210.1 


Actinosynne 
NR_027200.1 


es; Micromon 
NR_025615.1 
les; Strepto: 
NR_024762.1 
tales; Strep 
NR_026306.1 
Xanthobacter 


NR_026295.1 
1 sequence 


Ss. 
NR_025022.1 


e; Thermomon 
NR_025021.1 
s; Streptosp 
NR_025015.1 

153135 
ales; 
NR_025002.1 


e; Thermomon 


NR_024966.1 


s; Pseudonoc 


NR_024965.1 


Streptomyces. 


Lactobacillus 


Gemmatimonas 


sakei 


5 1328388 Lactobacillus 
ctobacillus. 


imonas aurantiaca T-27 


Clostridium hylemonae 


Sphingobium c 


Saccharomonos 


Streptomyces 


1 Streptomyces 
omycineae; 


Streptomyces 


6 Streptomyces 
cineae; 


Lentzea viola 


37 Lentzea violacea Bacteria; 
mataceae; 


Micromonospor 


Streptomyces 


4 Streptomyces 
mycineae; 


Streptomyces 


5 Streptomyces 
tomycineae; 


Xanthobacter 


Couchioplanes 


68 Clostridium hylemonae Bacteria; 
Clostridium. 


loacae 


01 Sphingobium cloacae Bacteria; 
bium. 


pora 


romonospora glauca 
seudonocardiaceae; 


cea 


Lentzea. 


a 


3 Micromonospora 
osporineae; 


albus 
albus 


rimosus 
rimosus 


agilis 


agilis Bacteria; 


1493762 1495216 


Actinomadura 


Actinomadura 


8 Actinomadura 
orangineae; 


Micromonospor 


spadix 


96 Actinoallomurus spadix Bacteria; 
osporaceae; 


a 


9 1532864 Micromonospora 
Micromonosporineae; 


Actinomadura vinacea 


Saccharothrix 


5 Saccharothrix 
ardineae; 


Saccharothrix 


1537426 1538935 Saccharothrix 


vinacea Bacteria; 
osporaceae; 


247044 Bacteria_16S 
strain NRRL B-162 


247044 Bacteria_16S 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 154204 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
247044 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
247044 Bacteria_16S 
paranensis strain 


1539652 15397475 


1541201 15412965 


Actinokineospora. 
1542761 1542856 5 


101 


101 


101 


gi 


38 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi 


gi 


NRRL B-24047 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; 


Actinokineospora. 
1556205 1556300 5 


101 


gi 


HKI 0190 16S ribosomal RNA, partial sequence 


paranensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
247044 Bacteria_16S 
terrestris strain 


Kitasatospora. 


1557699 15577945 


101 


gi 


HKI 0186 16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
247044 Bacteria_16S 
gansuensis strain 


Kitasatospora. 


1559193 1559288 5 


101 


gi 


HKI 0314 16S ribosomal RNA, partial sequence 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
247044 Bacteria_16S 


pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; 


Kitasatospora. 


1563615 15637105 


Pseudonocardiaceae; Amycolatopsis. 


247044 Bacteria_16S 
strain MK27-91F2 


247044 Bacteria_16S 
strain SP1402 16S 
Proteobacteria; 
247044 Bacteria_16S 
strain DSM 40258 


247044 Bacteria_16S 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
247044 Bacteria_16S 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 


1574179 15742745 


1578780 1578879 1 


1589489 1589584 5 


1591037 15911325 


1592585 1592680 5 


101 


101 


101 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


101 


101 


101 


gi 


gi 


gi 


1578118 15795 


gi 


Streptomycineae; 


gi 


gi 


rimosus subsp. paromomycinus Bacteria; Actinobacteria; 


Streptomycineae; 
247044 Bacteria_16S 
chrestomyceticus 
chrestomyceticus 
Streptomycetaceae; 
247044 Bacteria_16S 


2 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
247044 Bacteria_16S 
strain DSM 43049 


247044 Bacteria_16S 


olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
247044 Bacteria_16S 
strain DSM 40597 


247044 Bacteria_16S 


Streptomycetaceae; 


1594131 15942265 


strain DSM 40545 16S ribosomal 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


1595678 1595773 5 


1597226 15973215 


1598774 1598869 5 


1600322 16004175 


1601870 1601965 5 


Streptomyces. 


101 


101 


101 


101 


101 


101 


gi 


gi 


gi 


Streptomycineae; 


gi 


gi 


Streptomycineae; 


gi 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


Streptomyces purpurogeneiscleroticus Bac 
Streptomycetaceae; 


Streptomycineae; 
247044 Bacteria_16S 


VKM B1479 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


247044 Bacteria_16S 
aridum subsp. 


1650328 1650411 17 


1664164 1664259 5 


Kibdelosporangium aridum subsp. 


101 


101 


gi 


1649700 16511 


gi 


219857376 


219857375 


219857374 


219846194 


219846193 


219846192 


219846103 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219846381 


219878485 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878484 


219878483 
partial 


219878482 


RNA, partial sequence 


19878481 


219878480 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878479 


219878478 


16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878477 


219878442 


219878432 


15389 


Actinomycetales; 


sequence 1542095 154360 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


sequence 
Actinomycetales; 


Actinobacteridae; Actinomy 


Actinomycetales; 


sequence 
Actinomycetales; 


partial sequence 


RNA, partial sequence 
teria; Actinobacteria; 
Streptomyces. 


ref|NR_024964.1 


ref|NR_024963.1 


ref|NR_024962.1 


ref|NR_025784.1 
1555586 155703 


ref|NR_025783.1 
1557082 155852 


ref|NR_025782.1 
1558576 156000 


ref |NR_025693.1 


156296 


ref|NR_024687.1 
Actinosynne 
ref|NR_025972.1 
Pseudomon 
ref|NR_025624.1 
40 Streptomyces 
Streptomyceta 
ref |NR_025623.1 

1590391 159188 
Strepto 


ref |NR_025622.1 
sequence 159193 


ref |NR_025621.1 
159348 


Str 


ref|NR_025620.1 
1595032 159652 
Strepto 


ref|NR_025619.1 
77 Streptomyces 
Streptomyceta 
ref|NR_025618.1 
159812 


ref|NR_025617.1 
73 Streptomyces 
Streptomyceta 
ref|NR_025616.1 


ref|NR_025581.1 


Labrys. 


Crossiella cryophila 


86 1540484 Crossiella cryophila Bacteria; 
Pseudonocardiaceae; 


Crossiella. 
Actinokineospora 
4 Actinokineospora 


Pseudonocardineae; 


Actinokineospora 
6 Actinokineospora 


Pseudonocardineae; 


Kitasatospora 
1 Kitasatospora 


Streptomycineae; 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Kitasatospora 
4 Kitasatospora 


Streptomycineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


Pseudonocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


ref|NR_025571.1 


largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 


247044 Bacteria_16S 1665688 1665783 5 101 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

247044 Bacteria_16S 1668767 1668862 5 101 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
247044 Bacteria_16S 1673258 1673353 5 101 gi|219878426|ref|NR_025565.1]| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

247044 Bacteria_16S 1674781 1674876 5 101 gi| 219878425 |ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

247044 Bacteria_16S 1676280 1676375 5 101 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogab 


Actinomycetales; 
247044 Bacteria_ 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
247044 Bacteria_16S 


strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 


247044 Bacteria_16S 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
247044 Bacteria_16S 
ostraviensis stra 
ostraviensis Bact 


Cellvibrio. 


247044 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; 


strain SH1 16S ri 


G 


Pseudonocardineae; 
16S 1677797 1677892 5 101 
n DSM 44594 16S ribosomal RNA, 


gi 


e; Amycolatopsis. 


1679318 1679413 5 101 gi 


1682427 1682510 17 101 
ribosomal RNA, partial sequence 


gi 
16 
1691512 16916111 


101 gi 


eria; Proteobacteria; 


1700826 1700925 1 101 
S ribosomal RNA, partial sequence 


gi 


1706921 1707000 21 101 
bosomal RNA, partial sequence 


gi 


partial 
ria; Actinobacteria; Actinobacteridae; 


17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


in LMG 19434 16S ribosomal RNA, partia 
Gammaproteobacte 


1700153 17016 
ammaproteobacteria; Alteromonadales; Alt 
247044 Bacteria_16S 
1706248 17077 


Amycolato 
219878423 

sequence 
Actinomyc 


219878422 
16786 
ales; Pseu 
219878420 
81727 16832 
nomycineae 
219878413 
1 sequence 
ria; Pseud 


’ 


219878407 


eromonad 
219878403 


ref 
61 1680145 Amyco 
dono 


ref 
34 Actinomyces oricola Bacteria; 


ref i 
1690867 16923 
omon 


ref 
51 Glaciecola mesophila Bacteria; 
acea 
ref 
30 Clostridium diolis Bacteria; 


psis. 
ref 
1677147 16786 
etal 


Ac 


NR_025562.1 
1 
es; Pseudon 
NR_025561.1 
al: 
cardineae; P 
NR_025559.1 


tinomycetace 
NR_025552.1 
3 
u 


adales; Pse 
NR_025546.1 


e; Glaciecol 
NR_025542.1 


fo} 


ecina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Actinomyces oricola 

ae; Actinomyces. 
Cellvibrio 

5 Cellvibrio 

domonadaceae; 


Glaciecola mesophila 


a. 
Clostridium diolis 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 1732776 1732875 1 101 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

247044 Bacteria_16S 1735797 1735892 5 101 gi| 219878384 |ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

247044 Bacteria_16S 1746521 1746616 5 101 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

247044 Bacteria_16S 1755689 1755788 1 101 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

247044 Bacteria_16S 1772154 1772249 5 101 gi|219878355|ref|NR_025494.1| Streptomyces arenae 


strain ISP 5293 1 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


247044 Bacteria_16S 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


247044 Bacteria_16S 


aridum strain DSM 
Bacteria; Actinob 


Kibdelosporangium. 
247044 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


16S ribosomal RNA, 
tes; Bacillales; 


complete sequence 
Bacillaceae; 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Bacteria_16S 


83 Streptomyces 


Streptomycineae; Streptomyceta 

1773652 1773747 5 101 gi|219878354|ref|NR_025493.1 

rain ISP 5277 16S ribosomal RNA, partial sequence 1773034 177448 

cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
; Streptomyces. 

1775149 17752445 101 gi| 219878353 |ref|NR_025492.1 

n ISP 5166 16S ribosomal RNA, partial sequence 1774532 177597 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptom 
; Streptomyces. 

1816303 1816398 5 101 gi|219878325|ref|NR_025464.1 

43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdel 

acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 

1824004 1824103 1 101 gi|219878320|ref|NR_025459.1 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 
tomycineae; 


Streptomyces 
9 Streptomyces 
ycineae; 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Halobacillus trueperi 


1823301 1824836 Halobacillus trueperi 


Halobacillus. 


247044 Bacteria_16S 
israelensis strain Bal 16S ribosomal RNA, partial sequence 


Bacteria; 


1863459 1863558 1 101 gi 


1865041 1865140 1 101 
ATCC 43984 16S ribosomal RNA, 


gi 


canadensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Chromohalobacter. 


219878292 
1862771 1864302 Chromohalobacter israelensis 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; p 

247044 Bacteria_16S 

canadensis strain 


219878291 
partial sequence 


Oceanospirillales; 


ref|NR_025431.1] Chromohalobacter 
Halomonadaceae; Chromohalobacter. 
ref |NR_025430.1] Chromohalobacter 

1864353 1865884 Chromohalobacter 


Halomonadaceae; 


247044 Bacteria_16S 1866602 1866697 5 101 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 

247044 Bacteria_16S 1869572 1869671 1 101 gi|219878288|ref|NR_025427.1| Glaciecola polaris 


strain LMG 21857 
Proteobacteria; 


halophila strain 


halophila Bacteri 
Pseudonocardiaceae; 
247044 Bacteria_16S 


strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


G 
247044 Bacteria_16S 


1886587 1886682 5 101 gi 


Saccharomonospora. 
1907551 1907634 17 101 gi 
16S ribosomal RNA, partial sequence 


no 


219878258 
1906868 1908267 Actinomyces catuli Bacteria; 
mycineae; 


eromonadaceae; 
219878274 
DSM 44411 16S ribosomal RNA, partial sequence 


a; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 1868909 1870393 Glaciecola polaris Bacteria; 
ammaproteobacteria; Alteromonadales; Alt 


Glaciecola. 

ref|NR_025413.1] Saccharomonospora 
1885917 1887421 Saccharomonospora 

Pseudonocardineae; 

ref 


NR_025397.1| Actinomyces catuli 


Actinomycetaceae; Actinomyces. 


247044 Bacteria_16S 


1924281 19243765 


101 


gi 


219878245 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 


kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 


247044 Bacteria_16S 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 192664 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 


247044 Bacteria_16S 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 
247044 Bacteria_16S 


Actinomycetaceae; 


Pseudonocardia. 
1925842 19259375 


Amycolatopsis. 


1932050 1932133 17 


1950270 1950365 5 


101 


101 


101 


gi 


gi 


gi 


219878244 


219878240 


219878228 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 


spinosispora Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 


247044 Bacteria_16S 


Pseudonocardia. 
2054101 2054196 5 


101 


gi 


219878155 


Actinomycetales; 


Actinomycetales; 


sequence 1931360 193276 


Actinomycetales; 


Actinomycetales; 


ref|NR_025384.1 
1923611 192512 
Pseudono 


ref |NR_025383.1 
Pseudon 
ref |NR_025379.1 


ref |NR_025367.1 
1949601 195111 
Pseudon 


ref |NR_025294.1 


Pseudonocardia 


2 Pseudonocardia 
cardineae; 


Amycolatopsis 


6 Amycolatopsis 
ocardineae; 


Actinomyces 


0 Actinomyces 
Actinomycineae; 


Pseudonocardia 


2 Pseudonocardia 
ocardineae; 


Streptomyces 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial 


stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


247044 Bacteria_16S 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial seque 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 


Streptomyces. 
2055570 2055665 5 


101 gi| 219878154 


Actin 


sequence 2053442 2054919 Streptomyces 
Actinomycetales; 


Streptomycineae; 


ref|NR_025293.1| Streptomyces 
nce 2054970 2056387 Streptomyces 
omycetales; Streptomycineae; 


2057081 2057176 5 


101 


219878153 


ref 


247044 Bacteria_16S 
somaliensis strain DSM 40738 16S ribosomal RNA, 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
247044 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 


Streptomycetaceae; 
247044 Bacteria_16S 
thermolithotrophum strain BSA 16S ribosomal RNA, partial 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desu 
247044 Bacteria_16S 


strain DSM 43030 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


247044 Bacteria_16S 


elongatus strain 


elongatus Bacteria; 


Microbulbifer. 


247044 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


247044 Bacteria_16S 2 


gi 
partial s 


Streptomyces. 
2058620 2058715 5 101 gi 
strain B19 16S ribosomal RNA, partial s 


Streptomyces. 


2087721 2087804 2 85 gi 


2110483 2110578 5 101 gi 


2113462 2113545 17 101 gi 
strain US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteoba 


2116564 2116663 1 
DSM 6810 


101 gi 
16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; 


2119628 2119727 1 
ribosomal RNA, 
lales; 


101 
partial sequence 
Bacillaceae; Halobacillus. 
137737 2137836 1 101 


gi 


gi 


Actino: 


Bacteria; Actinobacteria; Actinobacteri 


Strept 


equence 


219878152 


equence 
dae; 


219878131 
sequence 
lfurobacteriaceae; 
219873436 
16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Bacteria_16S 


cteria; 


219857657 


ence 


219857655 
2118933 21204 


219857643 


mycetales; 


omycineae; Streptomycetaceae; 
219857659 
sequence 2112812 2114292 Novosphingobium 


Alteromonadales; 


NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 


Streptomycineae; 


ref|NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 


Actinomycetales; Streptomycineae; 


ref|NR_025270.1| Desulfurobacterium 
2087053 2088498 Desulfurobacterium 
Desulfurobacterium. 
NR_025250.1| Streptomyces humiferus 
humiferus Bacteria; 
Streptomyces. 
Novosphingobium 


ref 


ref |NR_025248.1 


Sphingomonadales; Sphingomonadaceae; 


ref|NR_025246.1| Microbulbifer 
115900 2117390 Microbulbifer 


Alteromonadaceae; 


ND 


ref|NR_025244.1| Halobacillus salinus 
54 Halobacillus salinus Bacteria; 


ref |NR_025232.1| Microbulbifer 


salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 


247044 Bacteria_16S 2139266 21393615 101 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

247044 Bacteria_16S 2149837 2149932 5 101 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
247044 Bacteria_16S 2151350 2151433 17 101 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

247044 Bacteria_16S 2166436 21665315 101 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

247044 Bacteria_16S 2167949 2168044 5 101 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
247044 Bacteria_16S 2171037 2171136 1 101 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

247044 Bacteria_16S 2172588 2172687 1 101 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

247044 Bacteria_16S 2174017 21741125 101 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

247044 Bacteria_16S 2177140 2177223 17 101 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

247044 Bacteria_16S 2192284 2192383 1 101 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

247044 Bacteria_16S 2196812 2196895 17 101 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 2220989 2221072 17 101 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

247044 Bacteria_16S 2222398 2222481 17 101 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

247044 Bacteria_16S 2231559 2231595 1 37 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

247044 Bacteria_16S 2246712 2246807 5 101 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

247044 Bacteria_16S 2257477 2257572 5 101 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

247044 Bacteria_16S 2260601 2260696 5 101 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

247044 Bacteria_16S 2286646 2286682 1 37 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

247044 Bacteria_16S 2306186 23062815 101 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

247044 Bacteria_16S 2334994 2335080 14 101 gi|219857505|ref|NR_025093.1| Paracoccus methylutens 
strain DM12 16S ribosomal RNA, partial sequence 2334350 2335705 Paracoccus methylutens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

247044 Bacteria_16S 2342420 23425155 101 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
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2349956 2350039 17 101 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
ain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
acteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

2391012 23911111 101 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

2413937 2414036 1 101 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 
S ribosomal RNA, partial sequence 2413261 2414776 Methylosarcina fibrata Bacteria; 
ammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 
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Pseudomonas. 
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es; Marinomonas. 
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cardineae; 


ref|NR_024889.1| Prauserella rugosa 

91 Prauserella rugosa Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_024888.1| Amycolatopsis alba 

18 Amycolatopsis alba Bacteria; 

eae; Pseudonocardiaceae; Amycolatopsis. 


219857254 


ref|NR_024885.1| Paralactobacillus 


selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 


247044 Bacteria_16S 2667224 2667319 5 101 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
247044 Bacteria_16S 2668739 2668834 5 101 gi|219857211 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 
247044 Bacteria_16S 2724405 2724500 5 101 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
247044 Bacteria_16S 2727494 2727530 1 37 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

247044 Bacteria_16S 2732068 2732167 1 101 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

247044 Bacteria_16S 2760203 2760298 5 101 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
247044 Bacteria_16S 


ref|NR_024839.1| Saccharopolyspora 


2767675 2767770 5 101 gi|219857139|ref|NR_024767.1| Dietzia 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

247044 Bacteria_16S 2772254 2772349 5 101 gi|219857136|ref|NR_024764.1| Streptomyces 


venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 
247044 Bacteria_16S 2773789 2773884 5 101 gi|219857135|ref|NR_024763.1 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
247044 Bacteria_16S 2775327 2775422 5 101 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
247044 Bacteria_16S 2776864 2776959 5 101 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
247044 Bacteria_16S 2796269 2796364 5 101 gi| 219857119 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 
247044 Bacteria_16S 2797791 2797886 5 101 gi|219857118|ref 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
247044 Bacteria_16S 2799312 2799407 5 101 gi|219857117|ref|NR_024745.1 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
247044 Bacteria_16S 2805399 2805494 5 101 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
247044 Bacteria_16S 2808443 2808538 5 101 gil|2 
campanulatus strain IFO 12511 16S ribosomal RNA, partial 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 
247044 Bacteria_16S 2817482 2817581 1 101 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 
247044 Bacteria_16S 2829547 2829642 5 101 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 
247044 Bacteria_16S 2831046 28311415 101 gi| 219856903 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
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2942098 294356 
ales; Micromonos 


Virgisporangium 
3 Virgisporangium 
porineae; 


’ 


ref|NR_024631.1| Sphingopyxis chilensis 
22 Sphingopyxis chilensis Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_026532.1| Pseudomonas cichorii 
29 Pseudomonas cichorii Bacteria; 
aceae; Pseudomonas. 
ref|NR_026530.1| Streptomyces 

2976976 2978459 Streptomyces 
etales; Streptomycineae; 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


Streptomyces 
0 Streptomyces 
tomycineae; 


ref|NR_026528.1 
2980041 298152 
mycetales; Strep 


Streptomyces 
6 Streptomyces 
tomycineae; 


Rhodococcus 
6 2987629 Rhodococcus 
nebacterineae; 


ref 
uenc 
omyc 


NR_026524.1 
e 298615 
etales; Cory 


ref|NR_026523.1| Skermania piniformis 
56 Skermania piniformis Bacteria; 
eae; Gordoniaceae; Skermania. 
ref|NR_026512.1| Methylosinus sporium 
29 3005936 Methylosinus sporium Bacteria; 
e; Methylosinus. 
ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref |NR_026476.1 
3056079 305754 
romonadales; Suc 


Facklamia 
3 Facklamia 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


ref|NR_026470.1 
3065078 306652 
cteriales; Flexi 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


ref|NR_026469.1| Gemella palaticanis 
47 Gemella palaticanis Bacteria; 

NR_026445.1| Verrucosispora 
102586 3104047 Verrucosispora 


ref 


Ww 


gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 


247044 Bacteria_16S 


strain ATCC 25470 


strain YH-15 16S 
Firmicutes; 


strain DSM 11363 


Proteobacteria; G 
247044 Bacteria_16S 


strain CCUG 32789 


Bacteria; Actinob 


Actinomyces. 


247044 Bacteria_16S 
ain DSM 40004 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
247044 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 


strain TagT2C 16S 


strain DSM 43764 


Actinomadura. 


247044 Bacteria_16S 


strain DSM 43067 


Actinomadura. 


247044 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; 


autotrophicus str 
Bacteria; Proteob 


strain 301 16S ri 


Lactobacillales; 
247044 Bacteria_16S 


Clostridia; 
247044 Bacteria_16S 


3104748 3104843 5 


3165147 3165230 17 


3177316 3177415 1 


3224370 3224465 5 


3236473 3236568 5 


Streptomyces. 
3239589 3239672 17 


3253022 32531175 


3254520 3254615 5 


3265092 3265175 17 


Clostridiales; 
3307778 3307861 17 


3309240 3309323 17 


3310739 3310834 5 


3321326 33214215 


osomal RNA, partial sequence 
Clostridiaceae; 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 
strain 1A-C 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
247044 Bacteria_16S 


101 


101 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


101 


101 


101 


101 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
247044 Bacteria_16S 


Rhizobiales; 


101 


101 


101 


101 


101 


Rhizobiales; 


101 


101 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Bacteria_16S 


Stre 


gi 


3164429 31659 
Lactobacillus. 


gi 


gi 


A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


complete sequen 


gi 


219846852 


219846812 


219846803 


16S ribosomal RNA, partial sequence 3176631 31781 
ammaproteobacteria; Pseudomonadales; P 


219846771 


219846763 


219846761 


3238968 32403 


gi 


gi 


gi 


219846752 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846751 


16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846744 


3264433 32658 


gi 


gi 


219846716 


ain 7c 16S ribosomal RNA, partial sequence 33071 
acteria; Alphaproteobacteria; Rhizobiales; 
247044 Bacteria_16S 


219846715 


3308619 33100 


gi 


219846713 


3310081 33114 


gi 


219846705 


strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 33221 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


247044 Bacteria_16S 

43916 16S ribosomal RNA, partial sequence 33252 
acteria; Actinobacteridae; Actinomycetales; 
Dactylosporangium. 
247044 Bacteria_16S 
ain DSM 43810 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


roseum strain DSM 
Bacteria; Actinob 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


247044 Bacteria_16S 2 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporacea 


247044 Bacteria_16S 
DSM 803 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


247044 Bacteria_16S 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3324383 3324478 5 


e; Dactylosporangium. 
3325910 3326005 5 


3327431 3327526 5 


e; Dactylosporangium. 
3334995 3335090 5 


e; Actinoplanes. 
3341036 33411315 


3342563 3342658 5 


Dactylosporangium. 


247044 Bacteria_16S 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 


3345610 3345705 5 


101 


101 


101 


101 


101 


3340376 3341852 Micromono 
omonosporineae 


101 


101 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


219846702 


219846701 


219846700 


sequenc 


19846695 


219846690 


219846689 
33419 


219846687 


31040 
ptomycineae; S 


seudomonadacea 


32236 
Actinomy 


Actinomycet 


sequence 
Actinomyceta 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Bo 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


45 Lactobacillus 


ce 3235806 323732 
Actinomycet 


79 Xanthobacter 
Xanthobacteraceae; 
26 Actinomadura 


Streptosporanginea 


21 Actinomadura 
Streptosporanginea 


57 3308568 Xantho 
Xanthobac 


30 Xanthobacter 
Xanthobacteraceae; 


3323723 332519 
tinomycetales; 


49 3326720 Dactyl 
Micromon 


e 3326771 332823 
ales; Micromonosporineae; 


3334351 333579 


03 3343371 Dactyl 
Micromon 


NR_026444.1 


NR_026404.1 


NR_026395.1 


e; 
NR_026363.1 


NR_026355.1 
ales; Strept 
NR_026353.1 


Xanthobacter 
NR_026344.1 


e; Thermomon 
NR_026343.1 
e; Thermomon 


NR_026336.1 


NR_026308.1 


teraceae; Xa 
NR_026307.1 


Xanthobacter 
NR_026305.1 


goriellaceae 
NR_026297.1 


Gordoniacea 
NR_026294.1 


Micromonosp 
NR_026293.1 


osporineae; 


NR_026292.1 


NR_026287.1 
les; Micromo 
NR_026282.1 
spora rosari 
; Micromonos 


NR_026281.1 


osporineae; 


ref 


Streptomyces lydicus 


98 3105578 Streptomyces lydicus Bacteria; 
treptomycetaceae; 


Streptomyces. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 
Pseudomonas. 


Actinomyces europaeus 


89 3225098 Actinomyces europaeus 
cineae; Actinomycetaceae; 


Streptomyces 
0 Streptomyces 
omycineae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 
Clostridium. 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 
Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
247044 Bacteria_16S 
SM 43823 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Ac 


e; Gordonia. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


NR_026279.1 


Micromonospora 


3344950 3346425 Micromonospora aurantiaca 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


247044 Bacteria_ 


halophytica DSM 4 
Bacteria; Actinob 


Micromonospora. 

247044 Bacteria_ 
strain DSM 20748 
Firmicutes; 
247044 Bacteria_ 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


247044 Bacteria_ 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


247044 Bacteria_ 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


247044 Bacteria_ 
strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 
247044 Bacteria_ 
strain 


247044 Bacteria_ 


strain 6843 DSM 1 


247044 Bacteria_ 


strain NCTC 11636 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


247044 Bacteria_ 


247044 Bacteria_ 


bikiniensis strain DSM 40581 16S ribosomal RNA, 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


247044 Bacteria_ 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


247044 Bacteria_ 
chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 
247044 Bacteria_ 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


247044 Bacteria_ 


strain DSM 7485 1 


Firmicutes; 


Bacteria; 


Bacil 


DSM43338 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


16S 3347136 33472315 101 gi 


16S 3362638 3362737 1 101 gi 


lales; 
16S 


Bacillaceae; Salimicrobium. 


3417084 3417179 5 101 gi 


Actinomyces. 
16S 3431826 34319215 101 gi 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

16S 3448104 3448199 5 101 
DSM 40445 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 3449671 3449766 5 
16S ribosomal RNA, 


gi 


101 gi 
complete sequence 


16S 3474105 34742005 


16S ribosomal RNA, 


101 gi 
complete sequence 
16S 3478718 3478801 17 


101 gi 


16S 3481646 3481729 17 101 gi 


16S ribosomal RNA, partial sequence 


16S 3484650 3484745 5 101 gi 


16S 3486217 3486312 5 101 gi 


Streptomyces. 
16S 3490846 3490941 5 101 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
16S 3492383 3492478 5 101 gi 
ATCC 43826 16S ribosomal RNA, partial 


Mycobacterium. 
16S 3493930 3494025 5 101 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

16S 3513415 35135105 


101 gi 


3514939 35150345 101 gi 


3524098 3524193 5 101 gi 


7 
e; Saccharopolyspora. 


3525590 3525673 17 101 gi 


ridia; Clostridiales; Clostridiaceae; 
3527158 3527241 17 101 gi 
rain DSM 3847 16S ribosomal RNA, 
cteria; Firmicutes; Clostridia; 
3577522 3577590 14 82 

216 16S ribosomal RNA, 


gi 


3578986 3579054 14 82 gi 


3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 


CIP 103452 16S ribosomal RNA, partial 


complete 


acteria; Actinobacteridae; Actinomycet 


Stre 


partial 


Bacteria; Actinobacteria; Actinobacter 


CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 


compl 
Clostr 


complete seque 
acteria; Alphaproteobacteria; Rhizobia 


ce 


ales; 


ti 
ae 


’ 


s 
Ac 


s 
Ac 
al 


es; 


ne 


pt 


s 


se 
Ac 


quence 


se 
id 


quence 
ae; 


se 
Ac 


quence 


oc 


oc 


equence 
ti 


fenk 


et 
idiales; 
nc 
le 


e 
S; 


aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 


219846686 
33464 
Micr 


219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


219846633 
al seque 
Actinomyce 


219846623 
equence 
tinomyce 


219846611 
equence 
tinomyce 


219846610 
34490 
Stre 


219846593 
34734 
bacterin 
219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
219846588 
34809 
nomycineae 
219846586 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; omycinea 
219846585 
equence 
Actinomyc 


219846582 
tinomyce 
219846581 
Acti 
219846580 
tinomyce 
219846567 
6S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


247044 Bacteria_16S 
strain DSM 7486 1 


occineae 
219846566 
6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
247044 Bacteria_16S 
gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 
247044 Bacteria_16S 
strain DSM 6011 1 
Clost 
247044 Bacteria_16S 
neopropionicum st 
neopropionicum Ba 
247044 Bacteria_16S 
capsulatus strain 
Proteob 
247044 Bacteria_16S 


occineae 
219846560 


nomyceta 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 


219846524 
35769 
Brady 
219846523 


ref |NR_026278.1 


omonosporineae Hi 


ref |NR_026267.1 
41 Salimicrobium 


ref 
nce 


NR_026225.1 
34164 
tales; Acti 
ref|NR_026215.1 
3431175 34325 
tales; Coryneba 


ref|NR_026203.1 
3447437 34489 
tales; 


ref |NR_026202.1 
03 3450520 Strep 
ptomycineae; St 


ref|NR_026185.1 
44 3474924 Rhodo 
eae; Nocardiace 
ref |NR_026182.1 
7 Ac 
ref 


tinomycetac 
NR_026180.1 
; Actinomycetac 
ref |NR_026178.1 
99 Streptomyces 
e; Streptomycet 
ref|NR_026177.1 

3485550 348706 
etales; Str 


tale 
ref 
nomy 
ref 
tale 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
Microbacteria 


les; 


ref|NR_026151.1 


ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 


Cc 


1 
n 


7 
c 


5 
Streptomy 


t 
xr 


Cc 
a 


Micromonospora 


76 3347951 Micromonospora halophytica 


Micromonosporaceae; 


Salimicrobium album 
album Bacteria; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
e 


ae; Actinomyces. 
Actinomyces howellii 


66 3482380 Actinomyces howellii Bacteria; 
e 


ae; Actinomyces. 
Streptomyces galbus 


galbus Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


eptomycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Saccharopolyspora 

4 Saccharopolyspora 
dineae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 
ostridium. 
219846558 
e sequen 


Clostridium 

8 Clostridium 
lostridium. 
Blastobacter 
bacter capsulatus 
astobacter. 


ref|NR_026115.1 
3578376 357978 


Blastobacter 
9 Blastobacter 


247044 Bacteria_16S 


Firmicutes; 
247044 Bacteria_16S 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; 
247044 Bacteria_16S 


thermocarboxydovorans strain AT52 16S ribosomal 
thermocarboxydovorans Bacteria; Actinobacteria; 
Streptomyces. 


Streptomycetaceae; 
247044 Bacteria_16S 


Clostridia; 


3592853 3592932 21 


Clostridiales; 
3638202 3638297 5 


strain AT37 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3639754 3639849 5 


3641323 3641418 5 


101 gi 


101 gi 


101 


gi 


101 gi 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
247044 Bacteria_16S 


mediocidica strain IFO 14789 16S ribosomal RNA, 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
247044 Bacteria_16S 


strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


247044 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
247044 Bacteria_16S 


3642848 3642943 5 


3644380 3644475 5 


3653509 3653608 1 


SEBR 3139 16S ribosomal RNA, partial 
Clostridia; 


Firmicutes; 
3712600 3712695 5 


101 gi 


101 gi 


101 gi|219846469|ref|NR_026061.1 

sequence 3652827 365435 
Clostridiales; Peptococcaceae; Desul 
101 gi|219846428|ref|NR_026019.1 


auranticolor strain 253 16S ribosomal RNA, partial sequence 371 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 
247044 Bacteria_16S 
halophilus strain 


Halothiobacillus. 
247044 Bacteria_16S 


verrucosospora strain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
247044 Bacteria_16S 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
247044 Bacteria_16S 
luteofluorescens 
luteofluorescens 
Thermomonosporaceae; 
247044 Bacteria_16S 


strain C-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


247044 Bacteria_16S 


strain OCh 254 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
219846281 


247044 Bacteria_16S 
strain ATCC 19812 


247044 Bacteria_16S 
strain ATCC 25495 


Streptomyces. 
247044 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
247044 Bacteria_16S 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
247044 Bacteria_16S 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3718583 3718630 53 


3724660 3724755 5 


Actinomadura. 
3726121 3726216 5 


Actinomadura. 
3729028 3729123 5 


strain 04745 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3835713 3835812 1 


3899997 3900080 17 


3919464 3919559 5 


3921045 39211405 


3922626 39227215 


3924206 39243015 


3925787 3925882 5 


complete sequence 


complete sequence 


101 gi 


Chromatiales; Halothiob 

101 gi|219846418|ref|NR_026009.1 
sequence 3724040 372545 
Actinomycetales; Strep 

101 gi|219846417|ref|NR_026008.1 


101 gi 


Actinomycetales; Str 

101 gi|219846338|ref|NR_025928.1 
3835060 383 

Halomonas 

101 gi|219846295|ref|NR_025885.1 


3899350 390 


101 gi 


391 
101 gi 
392 
st 
iO gi 


complete seque 


101 gi 


Actin 


101 gi 


comple 


diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
247044 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, 


Streptomyces. 


3927367 3927462 5 


101 gi 
complete sequence 


219846513 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 
Clostridiaceae; 


Actinomycetales; 
219846479 


RNA, partial sequence 
Actinobacteridae; 


219846478 
Actinomycetales; 
219846477 
partial sequence 
Actinomycetales; 
219846476 


3643713 3645193 Kitasatospora 
Streptomycineae; Streptomyceta 


Micromonosporineae; 
219846424 


DSM 6132 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


sequence 3725501 372690 
Actinomycetales; 


219846415 
sequence 


Streptomycineae; Streptomyceta 
219846280 


219846279 
Actinomycetales; 


219846278 
complete sequence 


219846277 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 


219846276 


ref |NR_026105.1 


ref |NR_026072.1 
3637554 363905 


ref |NR_026071.1 
363910 


Actinomycetales 
ref |NR_026070.1 
3640656 364213 


ref|NR_026069.1 
3642181 364366 


ref|NR_026068.1 


1982 3713392 Actino 


ref |NR_026015.1 
3717841 371934 


Strept 


ref|NR_026006.1 
3728410 372981 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
Clostridium. 
219846480 
partial sequence 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Kitasatospora 
0 Kitasatospora 


Streptomycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura 
8 Actinomadura 


eptosporangineae; 


Halomonas halodurans 


6533 Halomonas halodurans Bacteria; 


Roseibium denhamense 


0743 Roseibium denhamense Bacteria; 


ref|NR_025871.1 
8787 3920316 Strept 


ref|NR_025870.1 
0367 3921897 Strept 
reptomycineae; Str 


ref|NR_025869.1 
nce 3921948 392347 
Streptom 
ref|NR_025868.1 

392352 
omycetales; Strept 
ref|NR_025867.1 
te sequence 392511 
Actinomycetales; 


Roseibium. 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 
ycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


ref|NR_025866.1 
3926691 392822 


Streptomyces 
0 Streptomyces 


acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


Streptomycineae; 


247044 Bacteria_16S 3928948 3929043 5 101 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
247044 Bacteria_16S 3936383 3936469 14 101 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

247044 Bacteria_16S 3956953 3956989 1 37 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 

247044 Bacteria_16S 3998260 3998343 17 101 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

247044 Bacteria_16S 4001182 4001265 17 101 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

247044 Bacteria_16S 4019301 4019400 1 101 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

247044 Bacteria_16S 4055607 4055706 1 101 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

247044 Bacteria_16S 4057093 4057192 1 101 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
247044 Bacteria_16S 4115981 41160765 101 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
247044 Bacteria_16S 4117553 4117652 1 101 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

247044 Bacteria_16S 4126731 4126826 5 101 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
247044 Bacteria_16S 4201699 42017945 101 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

247044 Bacteria_16S 4203197 4203292 5 101 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
247044 Bacteria_16S 4204745 4204840 5 101 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

247044 Bacteria_16S 4210806 42109015 101 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

247044 Bacteria_16S 95958 96056 2 101 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

247044 Bacteria_16S 112736 112834 2 101 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 


strain HQgoel 16S 
Proteobacteria; D 


247044 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
114334 114432 2 101 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 


Ss; 


Ss; 


247044 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


247044 Bacteria_16S 


strain Kysw2 16S 


141765 141851 14 101 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


eq 
er 


143249 143335 14 101 
ribosomal RNA, partial sequence 


gi 


112043 11359 


265678986 
113641 11518 


265678968 


265678967 
142594 144031 Desulfuromusa kysingii Bacteria; 


hace 
ref 


Syntrop ae; 


NR_029294.1 


haceae; 
ref |NR_029276.1 
141109 142543 
1lfuromonadales; 


Syntrop 


uence 
ia; Desu 


ref 


NR_029275.1 


0 Syntrophus gentianae Bacteria; 
Syntroph 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 
Syntroph 


us. 
Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 


247044 Bacteria_16S 
strain FF3 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
247044 Bacteria_16S 
strain PCL 16S ri 


Fusobacteria. 


247044 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


247044 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


247044 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


247044 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


247044 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


247044 Bacteria_16S 


strain HTCC2597 1 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


247044 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


247044 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


247044 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


247044 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


247044 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


247044 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


247044 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


247044 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


247044 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


247044 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


247044 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


247044 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


247044 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


146271 146357 14 101 
bosomal RNA, partial sequence 


gi 


149210 149268 42 101 
bosomal RNA, partial sequence 


gi 


259401 259487 14 101 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


275988 276038 50 101 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
289563 289611 52 101 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
295762 295812 50 101 gi 


gi 


psilonproteobacteria; Campylobacterale 
298726 298764 62 101 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
378910 378996 14 101 gi 


503511 503597 14 101 gi 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


570657 570703 54 101 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
606626 606712 14 101 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
626492 626542 51 102 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
634099 634157 42 101 gi 


gi 


obacteriales; Fusobacteriaceae; Fusoba 
685476 685574 2 101 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
702185 702270 14 101 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
718748 718834 14 


Paenibacillus 
101 gi 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
940907 940953 54 101 gi 
hingobacteria; Sphingobacteriales; Chi 
976397 976443 54 101 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
980817 980863 54 101 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 


247044 Bacteria_16S 


145646 14699 


148511 15001 


275297 27676 


6S ribosomal RNA, partial sequence 295056 29653 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
247044 Bacteria_16S 


569932 57142 


625776 62729 


6S ribosomal RNA, partial sequence 633402 63487 


701473 70290 


929371 93083 
hodobacter 


6S ribosomal RNA, partial sequence 940206 94166 
tinophagac 


975693 97713 


ce 
obacterale 


265678965 


hodobacter 
265678963 


265678889 
tial seque 
acteria; 


265678876 


s; Helicob 
265678867 

28882 
caligenace 
265678863 


Ss; Helicob 
265678861 
equence 

roplasmata 
265678802 


hodobacter 
265678716 
sequence 

eria; Rhod 


265678672 


ingobacter 
265678647 
nce 60592 
cillus. 

265678634 


cter. 
265678628 


cterium. 

265678592 
ce 68477 
acterales; 
265678581 


265678569 


265678418 


265678393 


rospiracea 
265678390 
98009 


1031308 1031394 14 101 gi 


R 


ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 

ref|NR_029271.1| Clostridium rectum 
5 Clostridium rectum Bacteria; 


ref 
nce 
hodo. 


NR_029197.1 
258782 
bacterales; 


Ruegeria 

260120 Ruegeria 
Rhodobacteraceae; 
ref|NR_029182.1| Helicobacter bilis 

1 Helicobacter bilis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029173.1| Bordetella holmesii 

4 290348 Bordetella holmesii Bacteria; 
ae; Bordetella. 
ref|NR_029169.1 
6 Helicobacter 
acteraceae; Hel 


Helicobacter mustelae 
mustelae Bacteria; 
cobacter. 

Anaeroplasma 
99445 Anaeroplasma 
Anaeroplasmataceae; Anaeroplasma. 
NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 
aceae; Oceanicola. 

ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 

obacterales; Rhodobacteraceae; 


ref|NR_028977.1| Pedobacter africanus 
1 Pedobacter africanus Bacteria; 
iaceae; Pedobacter. 

ref|NR_028952.1| Oceanobacillus 

0 607435 Oceanobacillus picturae 


ref|NR_028939.1| Ilyobacter tartaricus 
0 Ilyobacter tartaricus Bacteria; 


ref |NR_028933.1 
3 Fusobacterium 


Fusobacterium equinum 
equinum Bacteria; 


ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028886.1 
9 Paenibacillus 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Paenibacillus graminis 
graminis Bacteria; 

ref 


NR_028873.1| Virgibacillus 


n 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
tes; Bacillales; Bacillaceae; Virgibacillus. 
865909 865955 54 101 gi| 265678468 |ref|NR_028771.1| Sulfurospirillum 
ain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
teria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
900699 900799 1 102 gi| 265678444 |ref|NR_028746.1| Thioalkalimicrobium 
AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
930025 930111 14 101 gi|265678425|ref|NR_028727.1| Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 
aceae; Ruegeria. 
ref|NR_028720.1| Chitinophaga pinensis 
3 Chitinophaga pinensis Bacteria; 

eae; Chitinophaga. 

ref|NR_028695.1| Lewinella nigricans 

0 Lewinella nigricans Bacteria; 

e; Lewinella. 
ref |NR_028692.1 
9 981569 Sulfur 


Sulfurospirillum 
ospirillum barnesii 
s; Campylobacteraceae; Sulfurospirillum. 


265678357 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Micromonospora. 


ref|NR_028659.1| Micromonospora 
1030633 1032114 Micromonospora 


247044 Bacteria_ 
japonensis strain 


Bacteria; 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; Streptomyces. 

247044 Bacteria_16S 1126578 1126676 2 101 gi| 253680772 
wolinii strain DB 16S ribosomal RNA, partial sequence 11259 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterale 
Syntrophobacter. 

247044 Bacteria_16S 1128134 1128184 50 101 gi| 253680771 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campy 
Helicobacter. 

247044 Bacteria_16S 1155302 1155388 14 101 gi| 253680753 


iheyensis HTE831 
Bacteria; 


Firmicutes; 


subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ba 
247044 Bacteria_16S 1352140 1352226 14 101 gi| 228720499 


Och 149 16S ribos 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
247044 Bacteria_ 
diazotrophicus st 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 
Gluconacetobacter. 
247044 Bacteria_ 
gonidiaformans st 
gonidiaformans AT 
247044 Bacteria_ 
stenotrophicus st 
stenotrophicus Ba 


Thalassobacter. 


247044 Bacteria_ 


ruhlandii strain 
Bacteria; 


Firmicutes; 


subsp. 
subsp. 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


247044 Bacteria_ 
septentrionale st 
septentrionale Ba 


Mesorhizobium. 


247044 Bacteria_ 


Bactero 
247044 Bacteria_ 
scabrisporus stra 


Firmicu 
247044 Bacteria_ 
strain 01-570-1 1 
Lacto 
247044 Bacteria_ 


Proteob 
247044 Bacteria_ 
strain HM-7 16S r 
Clost 
247044 Bacteria_ 
sciuri str 
sciuri Bac 
247044 Bacteria_ 


in KM-4927 16S ribosomal RNA, partial 


tes; 
16S 


Bacillales; Bacillaceae; 
1220346 1220392 54 101 gi 
bacillales; Carnobacteriaceae; 


16S 1315358 1315444 14 101 gi 


omal RNA, partial sequence 


16S 1353570 1353668 2 101 gi 
rain PAl 5 16S ribosomal RNA, partial 


16S 1358162 1358220 42 101 gi 
CC 25563 Bacteria; Fusobacteria; 
16S 1444525 1444611 14 101 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 
16S 1456664 1456712 52 


101 gi 


16S 1464121 1464179 42 101 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
16S 1479265 1479351 14 101 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
16S 1482388 1482446 42 101 gi 


gi 


vincentii ATCC 49256 Bacteria; Fusobac 


16S 1515305 1515391 14 101 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


16S 1553276 1553362 14 101 gi 


16S 1061885 1061931 54 101 gi| 265678336 

758 16S ribosomal RNA, partial sequence 10611 
idetes; Sphingobacteria; Sphingobacteriales; Chi 
16S 1097782 1097876 5 100 gi| 265678311 


16S ribosomal RNA, partial sequence 1154576 11561 
Oceanoba 


6S ribosomal RNA, partial sequence 1219617 12211 
Allofus 


1351515 1352883 Roseo 


rain ATCC 25563 16S ribosomal RNA, par 
Fusob. 


EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


1463419 14648 
Clostridiales Fa 


vincentii ATCC 49256 16S ribosomal RNA, partial 


strain ATCC 29914 


Proteobacteria; 


247044 Bacteria_ 


G 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 1662633 1662719 14 101 gi 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


ain A 80407 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 


partial 


247044 Bacteria_ 
strain AJ2502 16S 
Sp 
247044 Bacteria_ 
strain A37 16S ri 
Sp 
247044 Bacteria_ 
strain SPR2 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Bacteroidetes; 


e; Kibdelosporangium. 
16S 1716093 1716139 54 101 
ribosomal RNA, partial sequence 

hingobacteria; Sphingobacteriales; 
16S 1719169 1719215 54 101 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
16S 1758795 1758881 14 101 


gi 


Sph 
gi 


Sph 
gi 


1715372 17168 


1718445 17199 


sequence 


cillus. 
219878362 


tis. 
228716557 


hodobacter 
228720330 

sequence 

teobacteri 


228720055 
tial seque 


224581424 
sequence 
teria; Rho 


224581416 
ence 14559 
riales; Al 
224581410 


mily XIII. 
219878381 
ete sequen 
ococcus. 

219878151 
teria; Fus 
219878113 


1 sequence 
teria; Rhi 


219857220 
15525 
Enterobac 
219878433 
sequence 
e; Actinom 


219878397 


ingobacter 
219878395 


ingobacter 
219878366 


acteriales; 


ref 


tino 

ref 
ceta 
£ 


re 


s; S 


ref 


R 


loba 


ref 


ref 


ref 


cilt 
ref 
bact 
acea 
ref 


ref 
nce 
; Fu 
ref 
doba 


ref 


cali 
ref 


Inc 


ref 


ref 
sequ 
obac 
ref 


zobi 


ref 


67 1062648 Chiti 


1097121 10985 


86 1127376 Syntr 


127427 11289 


1314657 131617 


1352934 13544 


1443876 14453 


66 1457283 Achro: 


73 Mogibacterium 


ce 1478573 14801 


1514694 15161 


80 1554073 Provi 


NR_028638.1 
n 
phagaceae; C 
NR_028613.1 
9 
les; Strepto: 
NR_028020.1 
° 
yntrophobact 
NR_028019.1 
0 
e 


cterales; H 


NR_028001.1 


NR_025501.1 


NR_027552.1 


us. 
NR_027593.1 
er litoralis 
e; Roseobact 
NR_027591.1 
1 
hodospirilla 
NR_027588.1 

135754 
sobacteriace 
NR_027205.1 
4 
h 


cterales; R 


NR_027197.1 


genaceae; Ac 
NR_027191.1 
ertae Sedis; 
NR_025520.1 
0 


NR_025290.1 
ence 148170 
teriales; Fu 


NR_025252.1 
0 
ales; Phyllo 
NR_024848.1 
d 


Chitinophaga 
ophaga japonensis 
hitinophaga. 

Streptomyces 
9 Streptomyces 
mycineae; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Helicobacter 
7 Helicobacter 


licobacteraceae; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


Roseobacter litoralis 
Och 149 Bacteria; 
er. 

Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Achromobacter 


mobacter ruhlandii 


hromobacter. 
Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Staphylococcus sciuri 
0 Staphylococcus sciuri 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Mesorhizobium 
8 Mesorhizobium 


bacteriaceae; 


Providencia stuartii 


encia stuartii Bacteria; 


teriaceae; Providencia. 


ref 
ycet 
ref 


iace 
ref 


iace 
ref 


1661967 16634 


NR_025572.1 
5 
oO 


ales; Pseud 


NR_025536.1 


ae; Pedobact 
NR_025534.1 


ae; Pedobact 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Gordonia sihwensis 


NR_025505.1 


1758120 1759618 Gordonia sihwensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


247044 Bacteria_16S 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 
carmonensis Bacteria; 
247044 Bacteria_16S 

LMG 19488 16S ribosomal RNA, 
Bacillales; 


necropolis strain 


necropolis Bacteria; 
247044 Bacteria_16S 
strain VenChi2 16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


Fusobacteria; 


glaciale Bacteria; 


Bacteria; 
canadensis strain 


Helicobacter. 


247044 Bacteria_16S 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseinatronobacter. 


247044 Bacteria_16S 


strain BD-87 16S 
Firmicutes; 


johannae Bacteria; 
Gluconacetobacter. 


247044 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; 
247044 Bacteria_16S 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequen 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; C 


subsp. spizizenii 


Helicobacter. 


247044 Bacteria_16S 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
aminophilus Bacteria; 


Desulfovibrio. 


247044 Bacteria_16S 
juripiscarius strain IS40-3 16S ribosomal RNA, partial 
juripiscarius Bacteria; 
247044 Bacteria_16S 

strain GTC 854 16S ribosomal RNA, partial sequence 
Bacillales; 
247044 Bacteria_16S 
strain AP3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichacea 
247044 Bacteria_16S 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 
hibiscicola Bacteria; 


Firmicutes; 


Pseudomonas. 


247044 Bacteria_16S 
strain DSM11031 16S ribosomal RNA, partial sequence 
Bacillales; 
247044 Bacteria_16S 
strain IFO15718 16S ribosomal RNA, partial sequence 
Bacillales; 
247044 Bacteria_16S 

strain JCM9070 16S ribosomal RNA, partial sequence 
Bacillales; 
247044 Bacteria_16S 

ATCC 51145 16S ribosomal RNA, partial 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
247044 Bacteria_16S i 


Firmicutes; 


Firmicutes; 


Firmicutes; 


vitulinus strain 


Fusobacteriales; 
247044 Bacteria_16S 
Soel 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
247044 Bacteria_16S 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
247044 Bacteria_16S 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 
Firmicutes; 
247044 Bacteria_16S 

NLEP-16143 16S ribosomal RNA, 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


1790277 1790363 14 


Firmicutes; 
1804048 1804134 14 


Firmicutes; 
1831614 1831664 51 
2089232 2089278 54 

Xanthomonadales; 
2105974 2106020 54 
2313798 2313884 14 


Bacillales; 
2331951 2332001 50 


2336400 2336486 14 


2426276 2426362 14 


Planococcaceae; 
2509187 2509285 2 


2551083 2551169 14 


2563413 2563463 50 


2574129 2574215 14 
Proteobacteria; 
2679407 2679493 14 


Firmicutes; 
2769214 2769299 14 


Bacillaceae; Bac 
2779938 2779984 54 
2851057 2851095 62 
Proteobacteria; 
2871183 2871269 14 


Bacillaceae; 
2875925 2876011 14 


Bacillaceae; 
2882190 2882276 14 


Bacillaceae; 
2907906 2907992 14 


2929174 2929260 14 


Bacillales; 


Flavobacteria; 


Salinicoccus. 


Bacillales; 


Bacillus. 


Bacillus. 


Bacillus. 


101 


101 


101 


101 


ribosomal RNA, partial sequence 
Bacillales; 
247044 Bacteria_16S 

johannae strain CFN-Cf55 16S ribosomal RNA, partial sequence 


Viridibacillus. 


101 


101 


101 


101 


Deltaproteobacteria; 


101 


101 


illus. 


101 


101 


Gammaproteobacteria; 


101 


101 


101 


101 


101 


Bacillaceae; 


complete sequence 


partial sequence 


Bacillaceae; 


gi|219878342 


gi| 219878333 


gi|219857504 


gi|219857441 
2425586 24269 


gi| 219857371 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


219857343 
partial 

Baci 
219857335 


gi 


gi 


gi| 219857285 


Desulf 


219857203 
sequence 

Lent 
gi|219857138 
2768556 27700 


gi 


gi|219857130 
2779259 27806 


219856890 
sequence 


gi 


gi|219856877 
2870477 28720 


gi|219856874 
2875223 28767 


gi|219856870 
2881499 28830 


219856851 
sequence 


gi 


Virgibacillus. 


ref |NR_025481.1 
1789570 179108 


ref|NR_025472.1 


Virgibacillus 


7 Virgibacillus 


Virgibacillus 


Rhodobacterales; 


Pseudomonadales; 


1803341 1804862 Virgibacillus 


Bacillaceae; Virgibacillus. 
102 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
1830898 1832407 Ilyobacter insuetus Bacteria; 
Ilyobacter. 
101 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Sinobacteraceae; Nevskia. 
101 gi|219878116|ref|NR_025255.1| Brumimicrobium 
2105286 2106656 Brumimicrobium 
Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
101 gi|219857520|ref|NR_025108.1| Salinicoccus 
2313125 2314583 Salinicoccus alkaliphilus 
101 gi|219857508|ref|NR_025096.1| Helicobacter 


2331268 2332724 Helicobacter 


Campylobacterales; Helicobacteraceae; 


ref|NR_025092.1| Roseinatronobacter 
2335756 2337102 Roseinatronobacter 
Rhodobacteraceae; 


ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


ref|NR_024959.1| Gluconacetobacter 
2508571 2510017 Gluconacetobacter 
Acetobacteraceae; 


ref|NR_024931.1| Bacillus subtilis 
sequence 2550394 2551802 Bacillus 
llaceae; Bacillus. 

ref |NR_024923.1| Helicobacter 

ce 2562731 2564150 Helicobacter 
ampylobacterales; Helicobacteraceae; 
ref|NR_024916.1| Desulfovibrio 


2573428 2574957 Desulfovibrio 
ovibrionales; Desulfovibrionaceae; 


ref |NR_024831.1| Lentibacillus 

2678696 2680219 Lentibacillus 
ibacillus. 
ref|NR_024766.1| Bacillus okuhidensis 
07 Bacillus okuhidensis Bacteria; 


ref|NR_024758.1| Thiothrix eikelboomii 

79 Thiothrix eikelboomii Bacteria; 

e; Thiothrix. 

ref|NR_024709.1] Pseudomonas 
2850317 2851835 Pseudomonas 

Pseudomonadaceae; 


ref|NR_024696.1| Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref|NR_024670.1| Staphylococcus 
2907194 2908690 Staphylococcus 


gi|219856837 


ref|NR_024656.1| Terasakiella pusilla 


strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 


247044 Bacteria_16S 
strain GraMall 16 
Proteobacteria; 
247044 Bacteria_16S 


S ribosomal RNA, 


3052110 3052196 14 


3062809 3062895 14 


101 
complete sequence 3051418 30529 
Deltaproteobacteria; Desulfuromonadales; 
101 
mediterraneus strain CH-B427 16S ribosomal RNA, 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; 


gi|219846887 


219846880 
sequence 


gi 
partial 


Pelobacteraceae; 


ref|NR_026479.1 


ref|NR_026472.1 


3062186 306360 
Rhodobacterales; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Sulfitobacter 
0 Sulfitobacter 


Rhodobacteraceae; 


Sulfitobacter. 

247044 Bacteria_16S 3137778 3137824 54 101 gi|219846830|ref|NR_026422.1| Sulfurospirillum 

deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 

Campylobacteraceae; Sulfurospirillum. 

247044 Bacteria_16S 3140744 3140830 14 101 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 

617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 

Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

247044 Bacteria_16S 3159193 3159239 54 101 gi|219846816|ref|NR_026408.1| Sulfurospirillum 

arcachonense strain F1IF6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 


arcachonense Bacteria; 
Sulfurospirillum. 
247044 Bacteria_16S 


Antarctobacter. 
247044 Bacteria_16S 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; 


Methylophaga. 
247044 Bacteria_16S 
strain DSM 5351 1 
Firmicutes; Bacil 
247044 Bacteria_16S 
strain DSM 9537 1 
Fusobacteria; 
247044 Bacteria_16S 
strain DSM 7345 1 
Proteobacteria; 
247044 Bacteria_16S 


acidigallici Bacteria; 
Pelobacter. 
247044 Bacteria_16S 


hansenii Bacteria; 
Gluconacetobacter. 
247044 Bacteria_16S 


247044 Bacteria_16S 
nucleatum subsp. 


Fusobacteriaceae; 
247044 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
247044 Bacteria_16S 


247044 Bacteria_16S 


247044 Bacteria_16S 
strain ATCC 29543 
Bacteria; 
247044 Bacteria_16S 


6S ribosomal RNA, 
lales; 


3162117 3162203 14 


3300106 3300156 50 
Proteobacteria; 
3303174 3303260 14 


Salinicoccus. 
3391405 3391455 51 


6S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; Fusobacteriaceae; Propionigenium. 
101 
6S ribosomal RNA, partial sequence 3488653 34901 
Deltaproteobacteria; Desulfuromonadales; 
101 
acidigallici strain DSM 2377 16S ribosomal RNA, 


3489343 3489429 14 


3521079 3521165 14 
Proteobacteria; 


3553290 3553388 2 


3618700 3618758 42 


Fusobacteria; 
3620081 3620139 42 


animalis 


3621462 3621520 42 


3697570 3697620 50 


3717024 3717110 14 


3817661 3817711 50 


3819184 3819234 50 


strain 165 16S ribosomal RNA, partial sequence 


Proteobacteria; 
247044 Bacteria_16S 
muriaticus strain 
Bacteria; Firmicutes; 
247044 Bacteria_16S 


Epsilonproteobacteria; Campylobacterale 
101 
X-1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


3897029 3897115 14 


4107011 4107097 14 


Proteobacteria; Epsilonproteobacteria; 


101 
heliothermus strain EL-219 16S ribosomal RNA, partial s 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; 


Deltaproteobacteria; 


101 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


101 
periodonticum strain EK1-15 16S ribosomal RNA, partial 
periodonticum Bacteria; Fusobacteriales; 
101 
animalis strain NCTC 12276 16S 
Fusobacterium nucleatum subsp. 
Fusobacterium. 

101 
fusiforme strain SOR 16S ribosomal RNA, partial 
fusiforme Bacteria; Fusobacteria; 
101 
strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 36983 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
101 
strain E-37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
101 
16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
101 


Enterococcaceae; 


219846814 
equence 


gi 


101 gi|219846721|ref|NR_026313.1 
3299393 330087 
Gammaproteobacteria; Thiotrichales; Pisc 
101 gi| 219846719 |ref|NR_026311.1 
complete sequence 3302462 3304004 Salinicoccus 
102 gi|219846651|ref|NR_026243.1 


gi|219846583 


219846562 
sequence 
Desul 


gi 
partial 


gi|219846541 


219846493 
sequence 
Fusobacter 
gi|219846492 
ribosomal 
Bacteria; 


gi 


gi|219846491 
Fusobacteriale 
gi|219846438 


s; Helicob 
gi|219846425 
3716418 37177 


219846351 
38169 


gi 


gi| 219846350 
3818485 38199 
s; Helicob 
219846297 
38963 
Tetrageno 


gi 


101 
strain PS-1 16S ribosomal RNA, partial sequence 


gi|219846148 


Campylobacterales; 


Rhodobacterales; 


Desulfuromonadaceae; 


Rhodospirilla 


RNA, partial sequence 
Fusobacteria; 


ref|NR_026406.1 


161511 316291 


Ww 


ref|NR_026175.1 
25 Desulfuromusa 
Des 
ref|NR_026154.1 

3520389 352188 
furomonadales; 


ref|NR_026133.1 
3552654 355413 
les; 


ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref |NR_026084.1 


ref |NR_026083.1 
sequence 362084 
s; Fusobacteriac 
ref |NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref|NR_026016.1 


aceae; Sagittula 
ref|NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 


Campylobacteraceae; 


Antarctobacter 
0 Antarctobacter 


Rhodobacteraceae; 


Methylophaga 
9 Methylophaga 


irickettsiaceae; 


Salinicoccus roseus 


roseus Bacteria; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Pelobacter 
2 Pelobacter 


Pelobacteraceae; 


Gluconacetobacter 
4 Gluconacetobacter 


Acetobacteraceae; 


Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Tetragenococcus 
enococcus muriaticus 


ref |NR_025738.1 


Acholeplasma pleciae 


4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


247044 Bacteria_16S 4182194 4182252 42 101 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

247044 Bacteria_16S 176780 176853 27 101 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

247044 Bacteria_16S 300213 300286 27 101 gi|265678860|ref|NR_029166.1| Mycoplasma 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

247044 Bacteria_16S 335423 335520 3 101 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
247044 Bacteria_16S 336989 337086 3 101 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

247044 Bacteria_16S 442182 442279 3 101 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

247044 Bacteria_16S 754422 754471 51 101 gi|265678543|ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
247044 Bacteria_16S 769657 769731 27 101 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 1035982 1036031 52 101 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

247044 Bacteria_16S 1060332 1060405 28 102 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

247044 Bacteria_16S 1153752 1153825 27 101 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

247044 Bacteria_16S 1306268 1306317 51 101 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

247044 Bacteria_16S 1309255 1309304 51 101 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

247044 Bacteria_16S 1310728 1310777 51 101 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

247044 Bacteria_16S 1342969 1343054 15 101 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 

247044 Bacteria_16S 1355200 1355285 15 101 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

247044 Bacteria_16S 1374836 1374885 51 101 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

247044 Bacteria_16S 1377877 1377926 51 101 gi|228717562|ref|NR_027564.1| Teredinibacter 
turnerae strain T7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredinibacter turnerae T7901 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 
Teredinibacter. 

247044 Bacteria_16S 1443054 1443103 51 101 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

247044 Bacteria_16S 1659587 1659660 27 101 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

247044 Bacteria_16S 1705455 1705504 51 101 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

247044 Bacteria_16S 1872732 1872781 51 101 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 


strain LUH4616 16 


S ribosomal RNA, partial sequence 


1872026 18734 


90 Acinetobacter parvus Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


247044 Bacteria_ 


strain HK85 16S r 
G 


Proteobacteria; 
247044 Bacteria_ 


schindleri strain 
schindleri Bacter 


247044 Bacteria_ 
strain LMG 1945, 
Proteobacteria; 
247044 Bacteria_ 


skagerrakense str 
skagerrakense Bac 


247044 Bacteria_ 


strain LBB1 16S r 


16S 1875713 1875762 51 101 gi|219878284|ref|NR_025423.1 
ibosomal RNA, partial sequence 1874987 18764 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus 
16S 1888178 1888227 51 101 gi| 219878273 |ref|NR_025412.1 
LUH5832 16S ribosomal RNA, partial sequence 1887472 188893 
ia; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxe 
16S 1898986 1899035 51 101 gi|219878264|ref|NR_025403.1 
R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Bracki 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 
16S 2142274 2142323 51 101 gi|219857640|ref|NR_025229.1 
ain D30 16S ribosomal RNA, partial sequence 2141553 214301 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
16S 2340913 2340998 15 101 gi|219857501|ref|NR_025089.1 
ibosomal RNA, partial sequence 2340265 23417 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca 
16S 2363786 2363835 51 101 gi| 219857485 |ref|NR_025073.1 


247044 Bacteria_ 
strain ATCC49733 
Proteobacteria; 

247044 Bacteria_ 
strain MMP-1 16S 


Tenericutes; Moll 


247044 Bacteria_16S 2380374 2380447 27 101 gi|219857473|ref|NR_025061.1 
strain G122 16S ribosomal RNA, partial sequence 2379691 23811 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

247044 Bacteria_16S 2483528 2483577 51 101 gi|219857394|ref|NR_024982.1 
strain B1/Tl 16S ribosomal RNA, partial sequence 2482825 24842 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

247044 Bacteria_16S 2491097 2491146 51 101 gi| 219857389 |ref|NR_024977.1 
strain 1219 16S ribosomal RNA, partial sequence 2490394 24918 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

247044 Bacteria_16S 2600247 2600296 51 101 gi|219857268|ref|NR_024899.1 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 260100 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
247044 Bacteria_16S 2601801 2601850 51 101 gi| 219857267 |ref|NR_024898.1 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 26025 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
247044 Bacteria_16S 2603355 2603404 51 101 gi|219857266|ref|NR_024897.1 
strain 177 16S ribosomal RNA, partial sequence 2602614 26041 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
247044 Bacteria_16S 2604909 2604958 51 101 gi|219857265|ref|NR_024896.1 
strain P925 16S ribosomal RNA, partial sequence 2604168 26056 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
247044 Bacteria_16S 2638722 2638771 51 101 gi|219857232|ref|NR_024860.1 
succinogenes strain 130Z 16S ribosomal RNA, partial sequence 2637974 263946 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
Actinobacillus. 

247044 Bacteria_16S 2707955 2708004 51 101 gi| 219857183 |ref|NR_024811.1 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 270866 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
Hydrogenimonas. 

247044 Bacteria_16S 2811496 2811545 51 101 gi|219857109|ref|NR_024737.1 
amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 2810779 281222 
amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 
247044 Bacteria_16S 2812990 2813039 51 101 gi|219857108|ref|NR_024736.1 
mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 2812273 281371 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteri 
247044 Bacteria_16S 3124407 3124456 51 101 gi|219846839|ref|NR_026431.1 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 312518 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomi 
Hyphomicrobium. 

247044 Bacteria_16S 3163579 3163664 15 101 gi|219846813|ref|NR_026405.1 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseov 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovari 
247044 Bacteria_16S 3263606 3263655 51 101 gi| 219846745 |ref|NR_026337.1 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 326438 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicr 
247044 Bacteria_16S 3287878 3287927 51 101 gi|219846729|ref|NR_026321.1 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermo 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 
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247044 Bacteria_16S 3790252 3790301 51 101 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

247044 Bacteria_16S 3793319 3793368 51 101 gi|219846368|ref|NR_025959.1| Polaribacter 
franzmannii strain 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polaribacter franzmannii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

247044 Bacteria_16S 3825347 3825396 51 101 gi| 219846346 |ref|NR_025937.1| Avibacterium volantium 
strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 

247044 Bacteria_16S 3828393 3828442 51 101 gi|219846344|ref|NR_025934.1| Cardiobacterium 
hominis strain 6573 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
247044 Bacteria_16S 4002743 4002816 27 101 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

247044 Bacteria_16S 4067745 4067794 51 101 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

247044 Bacteria_16S 4195853 4195902 51 101 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
247044 Bacteria_16S 15651 15728 1 78 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

247044 Bacteria_16S 21797 21897 ik 102 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

247044 Bacteria_16S 56786 56834 52 101 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

247044 Bacteria_16S 58287 58335 52 101 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

247044 Bacteria_16S 70336 70420 17 102 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

247044 Bacteria_16S 202756 202837 1 82 gi| 265678928 |ref |NR_029236.1| Coprothermobacter 
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247044 Bacteria_16S 484952 485000 52 101 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

247044 Bacteria_16S 506569 506646 5 82 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

247044 Bacteria_16S 549195 549295 1 102 gi| 265678686 |ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

247044 Bacteria_16S 567600 567648 52 101 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
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ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

1471751 1471787 64 101 gi|224581405|ref|NR_027186.1| Achromobacter 

EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
1489946 1490041 5 101 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

1498980 1499028 52 101 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
al RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Catonella. 

1613987 1614035 52 101 gi| 219878467 |ref|NR_025606.1| Helcococcus sueciensis 

16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
tes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

1624603 1624651 52 101 gi|219878460|ref|NR_025599.1| Belliella baltica 
ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

1688451 1688499 52 101 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
bosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
lales; Bacillaceae; Bacillus. 

1709968 1710063 5 101 gi| 219878401 |ref|NR_025540.1| Corynebacterium 
2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

1748059 1748143 17 102 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
6S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
ridia; Clostridiales; Veillonellaceae; Megamonas. 

1880299 1880399 1 102 gi|219878279|ref|NR_025418.1| Propionispora 

FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
ia; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

1881880 1881980 1 102 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
6S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

1883456 1883556 1 102 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
6S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

1885036 1885136 1 102 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Aerococcus 
6 Aerococcus 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Campylobacter hominis 
hominis Bacteria; 
pylobacter. 
Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Streptomyces 
2 Streptomyces 


omycineae; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


ref |NR_025043.1 


Riemerella columbina 


strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; 


Flavobacteriaceae; 


Riemerella. 


247044 Bacteria_16S 


aerophilum strain 
Bacteria; Proteob 


247044 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


247044 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


247044 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


247044 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


247044 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S 


247044 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


247044 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; 


strain DG-1 16S r 
Firmicutes; Clost 


247044 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


247044 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


247044 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


247044 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


247044 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


247044 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


247044 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


247044 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


247044 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


247044 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


247044 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


247044 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


247044 Bacteria_16S 


strain IFO 15965 
Actinobacteria; A 


247044 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


G 
247044 Bacteria_16S 


2468612 2468712 1 102 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotrichales; Pis 
2641727 2641827 1 102 gi| 219857230 
6S ribosomal RNA, partial sequence 2641027 26425 
eltaproteobacteria; Desulfobacterales; Desulfoba 
2671817 2671865 52 101 gi| 219857208 


219857404 
ce 24679 


6S ribosomal RNA, partial sequence 2671138 26725 
psilonproteobacteria; Campylobacterales; Helicob 
2694326 2694374 52 101 gi| 219857192 


2693690 26949 
Spirochaetaceae; Borrelia 
2695691 2695739 52 101 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospirillales; 
2844839 2844887 52 101 gi| 219856894 
1 RNA, partial sequence 2844116 2845615 Borre 


ibosomal RNA, partial sequence 
rochaetales; % 


219857191 
nce 26950 


16S ribosomal RNA, partial sequence 3229651 32311 
ridia; Clostridiales; Clostridiales Family XI. I 
3322895 3322943 52 101 gi| 219846704 
n JW/SL-NZ613 16S ribosomal RNA, partial sequenc 
ria; Firmicutes; Clostridia; Thermoanaerobactera 
hermoanaerobacterium. 
3388451 3388499 52 101 gi| 219846653 
16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
3635212 3635260 52 101 gi| 219846482 
7 16S ribosomal RNA, partial sequence 36345 
acteria; Epsilonproteobacteria; Campylobacterale 
3647411 3647447 64 101 gi| 219846473 
S ribosomal RNA, partial sequence 3646715 36481 
psilonproteobacteria; Campylobacterales; Helicob 
3700596 3700644 52 101 gi| 219846436 
ibosomal RNA, partial sequence 3699882 37013 
icutes; Mycoplasmataceae; Ureaplasma. 

3703646 3703694 52 101 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; Flavobacter 
3760238 3760286 52 101 gi| 219846392 
ribosomal RNA, partial sequence 3759507 37610 
rochaetales; Spirochaetaceae; Borrelia. 
3826840 3826876 64 101 gi| 219846345 
bosomal RNA, partial sequence 3826129 38276 
psilonproteobacteria; Campylobacterales; Helicob 
3887772 3887820 52 101 gi| 219846304 
n Gottingen 1488-6 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteria; Neisser 
3902963 3903058 5 101 gi| 219846293 
16S ribosomal RNA, partial sequence 3902319 39037 
ctinobacteridae; Actinomycetales; Frankineae; Cr 


219846434 
ial sequen 


ref|NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref |NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_024820.1 


ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024713.1 
lia sinica Bacte 


30 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 
ref|NR_026245.1 
Rhabdochromatiu 
ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_026027.1 


ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_025983.1 


ref|NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref |NR_025894.1 
quence 388702 
iales; Neisseria 
ref |NR_025883.1 


yptosporangiacea 


ref 


3915145 3915193 52 101 gi|219846284 
ribosomal RNA, partial sequence 
rochaetales; 


Thioalkalimicrobium 
kalimicrobium aerophilum 
; Thioalkalimicrobium. 

Desulfocella halophila 


halophila Bacteria; 


focella. 
Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Borrelia turcica 


59 Borrelia turcica Bacteria; 


Saccharibacter 
ribacter floricola 
Saccharibacter. 
Borrelia sinica strain 
ria; Spirochaetes; 


’ 


pirochaetaceae; Borrelia; Borrelia burgdorferi group. 

3015790 3015838 52 101 gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 
S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas gadei Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

3172772 3172820 52 101 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 

ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

3203172 3203272 1 102 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 
ibosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

3212245 3212281 64 101 gi|219846780|ref|NR_026372.1| Helicobacter 
in CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
eria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 

3228902 3228950 52 101 gi|219846768|ref|NR_026360.1| Anaerococcus octavius 
16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 
ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Anaerococcus. 

3230360 3230408 52 101 gi|219846767|ref|NR_026359.1| Peptoniphilus ivorii 


ivorii Bacteria; 
eptoniphilus. 
Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 

Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Helicobacter felis 


felis Bacteria; 


cobacter. 

Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Borrelia tanukii 


NR_025874.1 


3914434 3915800 Borrelia tanukii Bacteria; 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 


247044 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; 


Spirochaetes; 


rhizogenes strain 


rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; 
Rhizobium/Agrobacterium group; Agrobacterium. 
247044 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; 


Sphingobacteria; 
247044 Bacteria_16S 


3916561 3916609 52 


3933540 3933588 52 


3974819 3974902 17 


3984956 3985004 52 


4007241 4007289 52 


101 


101 


gi 
3915851 3917216 Borrelia 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group 
247044 Bacteria_16S 
strain HT31 16S ribosomal RNA, partial sequence 
Spirochaetales; 
247044 Bacteria_16S 
IAM 14222 16S ribosomal RNA, 


gi 
3932829 39341 
Spirochaetaceae; Borrelia. 


219846283 


219846271 


101 gi|219846242 
complete sequence 
Rhizobi 

101 gi| 219846235 


101 


strain SW-2 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Sphingobacteria; 
247044 Bacteria_16S 


4076753 4076834 1 


82 


6S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteriales; Flammeovirgac 
gi 
4006528 40080 
Sphingobacteriales; Cyclobacteriaceae 
gi 


219846218 


219846168 


strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 40776 


Firmicutes; 


Mahella. 

247044 Bacteria_16S 4086035 4086135 1 101 gi|219846162|ref|NR_025752.1 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40868 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
247044 Bacteria_16S 4123796 4123844 52 101 gi|219846134|ref|NR_025724.1 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 412310 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
Volucribacter. 

247044 Bacteria_16S 658 753 5 101 gi| 265679063 |ref|NR_029371.1 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharomonospora. 

247044 Bacteria_16S 18796 18843 53 101 gi|265679051|ref|NR_029359.1 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fle 
Hymenobacter. 

247044 Bacteria_16S 88251 88302 49 101 gi|265679004|ref|NR_029312.1 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
247044 Bacteria_16S 340148 340231 17 101 gi| 265678831 |ref|NR_029136.1 
strain S-182 16S ribosomal RNA, partial sequence 339450 34088 

Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

247044 Bacteria_16S 344616 344699 17 101 gi| 265678828 |ref|NR_029133.1 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 365352 365435 17 101 gi|265678811|ref|NR_029116.1 
strain A3 16S ribosomal RNA, partial sequence 364736 36609 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger 
247044 Bacteria_16S 369841 369940 1 101 gi| 265678808 |ref|NR_029113.1 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 
Halomonas. 

247044 Bacteria_16S 377372 377467 5 101 gi| 265678803 |ref|NR_029108.1 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
247044 Bacteria_16S 381946 382029 17 101 gi|265678800|ref|NR_029105.1 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
Parvibaculum. 

247044 Bacteria_16S 408121 408157 1 37 gi| 265678783 |ref|NR_029088.1 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibri 
247044 Bacteria_16S 412844 412927 17 101 gi| 265678779 |ref|NR_029084.1 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
247044 Bacteria_16S 418947 419046 1 101 gi| 265678775 |ref|NR_029080.1 
strain LCl 16S ribosomal RNA, partial sequence 418286 41972 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
247044 Bacteria_16S 475837 475920 17 101 gi|265678734|ref|NR_029039.1 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
247044 Bacteria_16S 483356 483392 1 37 gi| 265678729 |ref|NR_029034.1 


Clostridia; 


Thermoanaerobacterales; 


acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 


acidaminovorans Bacteria; 


Synergistetes; 


Synergistia; 


ref 


ref 


ref 


ales 


ref 


eae; 


ref 


ref 


3974188 397555 


NR_025873.1 
turdi Bacter 


NR_025861.1 


NR_025832.1 
; Rhizobiace 
NR_025825.1 


Roseivirga. 
NR_025808.1 


; Algoriphag 
NR_025758.1 


s Family IV. 


Borrelia turdi strain 
ia; Spirochaetes; 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Agrobacterium 
6 Agrobacterium 
ae; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Algoriphagus marincola 


03 Algoriphagus marincola Bacteria; 


us. 
Mahella australiensis 


04 Mahella australiensis Bacteria; 
Thermoanaerobacterale 


Incertae Sedis; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Capnocytophaga 

Capnocytophaga 
iaceae; Capnocytophaga. 

Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Lactobacillus pentosus 
pentosus Bacteria; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Halomonas 
Halomonas 
alomonadaceae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Thermovibrio 
Thermovibrio 
oO. 
Lactobacillus 
Lactobacillus 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 


Lactobacillus 
Lactobacillus 


Dethiosulfovibrio 


482698 484170 Dethiosulfovibrio 


Synergistales; 


Synergistace 


ae; Dethiosulfovibrio. 


247044 Bacteria_16S 
coryniformis subsp. torquens strain 30 16S ribosomal RNA, 

Lactobacillus coryniformis subsp. torque 
Lactobacillus. 
247044 Bacteria_16S 


Lactobacillaceae; 


devriesei strain 
devriesei Bacteria; 


247044 Bacteria_16S 
IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Bacteria_16S 


strain B22P3 16S 


247044 Bacteria_16S 


strain M343/98/2 


lacustris strain 


Friedmanniella. 


247044 Bacteria_16S 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 
suicloacalis Bacteria; 
247044 Bacteria_16S 


Firmicutes; 


508145 508228 17 


512633 512732 1 


544576 544671 5 


598911 599006 5 


673512 673607 5 


705041 705121 5 


772733 772832 1 


Firmicutes; 
789644 789739 5 


strain J72 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
247044 Bacteria_16S 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
247044 Bacteria_16S 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharopolyspora. 


877788 877883 5 


888435 888530 5 


101 


101 
CCUG 47156 16S ribosomal RNA, partial 
Lactobacillales; 
101 


101 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


265678713 
complet 
ns Bacteria; 


gi 


265678710 
sequence 
Streptococcaceae 

gi| 265678689 
543951 54542 
Corynebacterin 
gi| 265678653 
598291 59976 
Streptomycinea 


gi 


101 
16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
247044 Bacteria_16S 
EL-17a 16S ribosomal RNA, partial sequence 70441 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


101 
Lactobacillales; 
101 


101 


101 


gi| 265678600 


gi|265678579 


Prop 


gi| 265678531 
Carnobacteria 
gi| 265678519 
789013 79048 


gi| 265678460 


265678452 
88778 
Pseu 


gi 


Firmicutes; 


ref|NR_029018.1| Lactobacillus 
e sequence 507410 508930 
Lactobacillales; 
ref|NR_029015.1 
11957 513395 
; Streptococcus. 
ref|NR_028994.1| Nocardia puris strain 
4 Nocardia puris Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028958.1| Streptomyces javensis 


Streptococcus 
Streptococcus 


uo 


1 Streptomyces javensis Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_028905.1| Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_028884.1| Friedmanniella 
6 705838 Friedmanniella lacustris 


ionibacterineae; Nocardioidaceae; 
ref |NR_028835.1| Atopostipes 
772034 773579 Atopostipes 
ceae; Atopostipes. 
ref|NR_028823.1| Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028763.1| Lentzea flaviverrucosa 
3 Lentzea flaviverrucosa Bacteria; 

eae; Actinosynnemataceae; Lentzea. 
ref|NR_028754.1] Saccharopolyspora 

3 889225 Saccharopolyspora flava 
donocardineae; Pseudonocardiaceae; 


247044 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


247044 Bacteria_16S 


strain IEGM 16S r 


889929 890023 5 101 gi 
rain 3.24 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 
917707 917802 5 101 
ibosomal RNA, partial sequence 


gi 


265678451 
equence 


265678433 
917039 91855 


ref 


ref 


NR_028753.1 
889276 890727 
Actinomycetales; 


NR_028735.1 
1 Gordonia amicalis Bacteria; 


Strep 


Actinomadura 
Actinomadura 
tosporangineae; 


Gordonia amicalis 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

247044 Bacteria_16S 919272 919367 5 101 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

247044 Bacteria_16S 928540 928623 17 101 gi| 265678426 |ref|NR_028728.1| Roseovarius 


nubinhibens strai 
Bacteria; Proteob 


247044 Bacteria_16S 


salivarius strain 
salivarius Bacter 


n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


92790 


933163 933246 17 
HO 66 16S ribosomal RNA, 
ia; Firmicutes; 


Lactobacillales; 


3 929320 Roseo 


varius nubinhibens 
, 


terales; Rhodobacteraceae; Roseovarius. 
101 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
complete sequence 932436 934005 Lactobacillus 


Lactobacillaceae; Lactobacillu 


n 


247044 Bacteria_16S 


strain IFM 10035 


strain IFM 10084 


247044 Bacteria_16S 


strain YZ-96 16S 


1038986 1039081 5 


1040495 1040590 5 


1042033 10421285 


1043593 1043688 5 


1045149 10452445 


1049795 1049831 1 


1052725 1052820 5 


1082700 1082783 17 


101 
16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
247044 Bacteria_16S 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
247044 Bacteria_16S 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
247044 Bacteria_16S 


101 


101 


101 
16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi| 265678352 


gi| 265678351 
gi| 265678350 


gi| 265678349 


101 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
247044 Bacteria_16S 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 

lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteri 
247044 Bacteria_16S 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
247044 Bacteria_16S 


37 


101 


101 


gi| 265678348 
1044481 10459 


gi| 265678345 


gi|265678342 


ref|NR_028654.1| Nocardia arthritidis 
31 Nocardia arthritidis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 
34 Nocardia pneumoniae Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 
83 Nocardia araoensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028651.1| Nocardia higoensis 
30 Nocardia higoensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028650.1| Nocardia shimofusensis 
88 Nocardia shimofusensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028647.1| Balnearium 

1049100 1050580 Balnearium 
aceae; Balnearium. 
ref|NR_028644.1| Nocardia asiatica 
15 Nocardia asiatica Bacteria; 
Nocardiaceae; Nocardia. 


gi|265678321 


ref|NR_028623.1| Lactobacillus equi 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 


Firmicutes; 


Lactobacillales; 


Lactobacillaceae; 


Lactobacillus. 


247044 Bacteria_16S 
strain I-132 16S 


247044 Bacteria_16S 


CMS 81 16S ribosomal RNA, 
Actino: 


Actinobacteridae; 
247044 Bacteria_16S 
multipartita DSM 


Nakamurella. 
247044 Bacteria_16S 


DSM 1552 16S ribosomal R 
Firmicutes; Erysipelotri 


247044 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 
247044 Bacteria_16S 


DSM 16069 16S ribosomal 
Proteobacteria; 


Bacteria; 
247044 Bacteria_16S 


stercorihominis DSM 1724 
stercorihominis DSM 17244 Bacteria; 


247044 Bacteria_16S 
strain EX-H1 16S 


Aquificae; Aquificales; 


247044 Bacteria_16S 


hydrothermalis strain Slthf2 16S 
hydrothermalis Bacteria; 


Halomonas. 
247044 Bacteria_16S 
strain Althfl 16S 
Proteobacteria; 
247044 Bacteria_16S 


strain Eplumel 16S riboso: 
Gammaprot 


Proteobacteria; 
247044 Bacteria_16S 
strain Esulfidel 
Proteobacteria; 

247044 Bacteria_16S 
mcbrellneri ATCC 


Brevibacteriaceae; 
247044 Bacteria_16S 


16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
247044 Bacteria_16S 


DSM 15272 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Aeromicrobium. 
247044 Bacteria_16S 


strain HKI 0122 16S ribosoma 
Bacteria; Actinobacteria; Ac 


Beutenbergia. 
247044 Bacteria_16S 


gryphiswaldense strain MSR-1 
gryphiswaldense MSR-1 Bacteria; 


Magnetospirillum. 
247044 Bacteria_16S 


obscurus DSM 43160 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Geodermatophilus. 
247044 Bacteria_16S 


DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


247044 Bacteria_16S 


bermudensis HTCC2503 16S ribosomal RNA, partial 


HTCC2503 Bacteria; 
247044 Bacteria_16S 
RW1 16S ribosomal 


247044 Bacteria_16S 


cynodontis JCM 9733 16S ribosomal RNA, partial sequence 


ribosomal RNA, 
Actinobacteria; Actinoba 


44233 1 
44233 Bacteria; Actinobacteria; 


11002 
11002 


ribosomal RNA, 
Gammaprot 


1114504 1114599 5 


1137143 11372385 


1161383 1161478 5 


1165972 1166071 1 


1172012 1172048 1 
Bacteria; 


1175078 1175177 1 


1182639 1182722 17 


1191596 1191632 1 


1211389 1211488 1 
Proteobacteria; 


1212866 1212965 1 


1214359 1214458 1 


1215839 1215938 1 


1261052 12611475 


1265559 1265642 17 


1280472 1280567 5 


1333815 13339105 


1339811 1339894 17 


1344517 13446125 


1350645 1350740 5 


1391224 1391271 53 


1400231 1400314 17 


RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


1401762 14018575 


complete sequence 


ribosomal RNA, 


Clostridiaceae; 


16S ribosomal RNA, 
Proteobacteria; 


101 
partial sequence 
cteridae; Actinomycetales; Kine 


mycetales; Micrococcineae; Micr 


6S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 
Synergistetes; 


101 
RNA, partial sequence 

Gammaproteobacteria; Kangiella. 
101 
4 16S ribosomal RNA, partial sequence 
Firmicutes; 


ribosomal RNA, partial sequence 
Hydrogenothermaceae; 


gi| 265678299 


101 gi|253680765|ref|NR_028013.1 

1136447 1137959 Leifsonia 
obacteriaceae; Leifsonia. 

101 gi|228721225|ref|NR_027604.1 

11607 
Actinobacteridae; Actinomycetales; Frankineae; 

101 gi|228720470|ref|NR_027592.1 
elotrichaceae. 

37 gi|228719312|ref|NR_027582.1 


Synergistia; 


gi|228718578 
1174405 
gi|228717350 


Clostridia; 


37 gi| 228715750 
Persephonella. 
101 gi| 224581438 


Gammaproteobacteria; 


101 


partial sequence 
eobacteria; Oceanospirillales; 


101 


mal RNA, partial sequence 
eobacteria; Oceanospirillales; 


101 


101 


49030 16S ribosomal RNA, partial sequence 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 


101 


101 


101 


101 


101 


101 


101 


Proteobacteria; Alphaproteobacteria; 


101 


partial sequence 


gi| 224581437 


gi|224581436 


gi] 224581404 


16S ribosomal RNA, partial sequence 1215201 12166 
Gammaproteobacteria; Oceanospirillales; 


gi|219846707 


gi|219846539 


gi|219846091 


1279854 1281210 Aeromicrobium 
Propionibacterineae; 


gi|228721490 


1 RNA, partial sequence 1333148 1334632 Beutenbergia 
tinobacteridae; Actinomycetales; 


228721340 
sequence 


gi 
partial 


Alphaproteobacteria; 


228721038 
13438 


gi 


gi| 228720546 
1349993 13514 


228716336 
13905 


gi 
sequence 


gi| 228715353 


1113840 11153 
osporiineae; 


Synergistales; 


11758 


Clostridiales; 


1190944 1192406 Persephonella 


Oceanospirillales; 


1212209 12136 


1213697 12151 
Halomonadaceae; 


Halomonadaceae; 


Micrococcineae; 


Parvularculales; 


ref|NR_028600.1 


ref|NR_027574.1 


ref|NR_027562.1 


181973 118343 


R 


ref|NR_027538.1 


ref|NR_027220.1 
1210750 121215 


ref |NR_027219.1 


Halomonas 
NR_027218.1 


ref 


ref |NR_027185.1 


ref |NR_026299.1 
Micrococc 


ref|NR_026131.1 


ref |NR_025681.1 


ref|NR_027613.1 
Beut 
ref|NR_027605.1 


1339181 134062 
Rhodospirill 


ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 
ref |NR_027594.1 
G 
ref|NR_027550.1 
41 1391995 Parvul 
Parvular 


ref|NR_027525.1 


1399580 1401060 Sphingomonas wittichi 


Sphingomonadales; 


101 


gi|228715351 


Sphingomonadaceae; 


Sphingo 
NR_027523.1 


ref 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
Kineosporiaceae; Kineosporia. 


Leifsonia aurea strain 


aurea Bacteria; Actinobacteria; 


Nakamurella 


39 1162206 Nakamurella multipartita DSM 
Nakamurellaceae; 


Clostridium spiroforme 


NA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
chi; Erysipelotrichales; Erysip 


Dethiosulfovibrio 


1171345 1172849 Dethiosulfovibrio 
Synergistaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Anaerofustis 
4 Anaerofustis 


Eubacteriaceae; Anaerofustis. 


Persephonella marina 
marina EX-H1 Bacteria; 


Halomonas 
8 Halomonas 


Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonadaceae; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonas. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Halomonas. 


Brevibacterium 


1260397 1261800 Brevibacterium mcbrellneri 
Actinomycetales; 


ineae; 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridium. 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Geodermatophilus 
matophilus obscurus DSM 


odermatophilaceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
Corynebacterineae; 


ordoniaceae; Gordonia. 
Parvularcula 

arcula bermudensis 
culaceae; Parvularcula. 
Sphingomonas wittichii 
i RW1 Bacteria; 

monas. 

Leifsonia xyli subsp. 


1401111 1402554 Leifsonia xyli subsp. 


cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; 
247044 Bacteria_16S 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


247044 Bacteria_16S 
aerolata strain V 
Bacteria; Actinob 
Promicromonospora 
247044 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


strain ATCC 25258 
Bacteria; 


strain JCM 9114 1 


Bacteria; 


strain ATCC 19645 
Firmicutes; 


strain LMG 2096 


Firmicu 
247044 Bacteria_16S 


Lactobacillales; 
247044 Bacteria_16S 


Leifsonia. 


1407662 1407745 17 101 gi 


1449109 14492045 101 gi 


1509396 1509479 17 101 gi 


1525981 1526064 17 101 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; 
1575704 1575799 5 


101 gi 


1702405 1702489 1 85 


gi 
tes; Bacillales; Bacillaceae; 
1745056 1745155 1 101 gi 
16S ribosomal RNA, partial sequence 

Streptococcaceae; 
1784256 1784355 1 101 gi 
9 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


247044 Bacteria_16S 
n BC448 16S ribosomal RNA, partial seq 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


247044 Bacteria_16S 


strain Kb2 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


247044 Bacteria_16S 
ain DSM 10667 16S ribosomal RNA, parti 
La 


paraplantarum str 
paraplantarum Bac 


247044 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


247044 Bacteria_16S 
n CF 62 16S ribosomal RNA, partial seq 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


247044 Bacteria_16S 


strain CF-43 16S 


1788690 1788785 5 101 gi 


ria; Actinobacteria; Actinobacteridae; 


1810163 1810258 5 101 
bosomal RNA, partial sequence 


gi 


1837659 1837742 17 101 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1840785 1840868 17 101 gi 
teria; Firmicutes; Lactobacillales; 
1918217 1918300 17 101 gi 
bacillales; Lactobacillaceae; Pediococ 
1938010 19381055 101 gi 


ria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 
1959332 1959383 49 101 
ribosomal RNA, partial sequence 


, 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


247044 Bacteria_16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


247044 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


247044 Bacteria_16S 


strain YIM 21741 


2099797 2099892 5 101 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2155761 2155793 5 37 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 

Rubrobacter. 

2228543 2228638 5 


101 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


247044 Bacteria_16S 


2233093 22331885 101 gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
247044 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


247044 Bacteria_16S 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


2249877 2249960 17 101 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Fructo 
2251402 2251485 17 101 gi 


tes; Lactobacillales; Fructobacillus. 


-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
247044 Bacteria_16S 


Lactobacillaceae 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
247044 Bacteria_16S 
karajensis strain 
Firmicu 
247044 Bacteria_16S 


MA-2 16S ribosomal RNA, partial seque 
Halobaci 


Streptoc 


1809512 18109 


16S ribosomal RNA, partial sequence 1917484 19190 


1958616 19601 


16S ribosomal RNA, partial sequence 2227890 22293 


219846657 
artial seq 
acteria; S 


224581421 
ce 14484 
ales; Micr 


219846290 
A, partial 
acillales; 
219857499 

15252 
; Lactobac 
219856867 


donocardin 
219878406 
nce 17017 
llus. 

219878377 
17443 
occus. 

219878347 
17835 
Halomonad 
219878343 
uence 

Actinomyc 


219878329 


nebacterin 
219878310 
sequence 
tobacillac 
219878308 
al sequenc 
ctobacilla 
219878249 


cus. 
219878236 
uence 
Actinomyc 


219878222 


ococcineae 
219878122 
nce 20991 
ales; Prop 


219857631 
quence 
Rubrobacte 


219857580 


ococcineae 
219857577 
22324 
nebacterin 
219857566 
equence 
bacillus. 
219857565 


ref 
uenc 
phin 


NR_026249.1 
e 140703 
gomonadales; 
ref|NR_027202.1 
60 1449852 Promic 
ococcineae; Pro 


ref 
seq 


NR_025880.1 
uence 150868 
Lactobacillacea 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_024686.1 


eae; Actinosynne 
ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025516.1 
69 1745812 Strept 


ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomona 
ref |NR_025482.1 

1788037 178951 
etales; Frankine 
ref |NR_025468.1 
eae; Gordoniacea 
ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025388.1 


ref|NR_025375.1 
1937348 193875 
etales; Micrococ 


ref |NR_025361.1 
16 Arthrobacter 
; Micrococcaceae 
ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 
ref|NR_025220.1 

2155131 215660 
rales; Rubrobact 


ref|NR_025168.1 


; Microbacteriac 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025154.1 

2249193 225066 


ref|NR_025153.1 


Ss. 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Promicromonospora 
romonospora aerolata 


micromonosporaceae Hi 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Lactobacillus jensenii 
acillus jensenii 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Halobacillus 
cillus karajensis 


Streptococcus ratti 
ococcus ratti Bacteria; 


Halomonas muralis 
nas muralis Bacteria; 


Blastococcus 
9 Blastococcus 


ae; Geodermatophilaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Lactobacillus 

1 Lactobacillus 

us. 
Lactobacillus 

3 Lactobacillus 

lus. 
Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Rubrobacter 
6 Rubrobacter 


erineae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 

Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Fructobacillus 

7 Fructobacillus 


Fructobacillus 


2250718 2252192 Fructobacillus ficulneus 


247044 Bacteria_16S 2277577 2277676 1 101 gi|219857548|ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
247044 Bacteria_16S 2351451 2351487 1 37 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

247044 Bacteria_16S 2357615 2357695 5 85 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 
247044 Bacteria_16S 2378868 2378941 27 101 gi|219857474|ref|NR_025062.1| Mycoplasma 
columbinasale strain 694 16S ribosomal RNA, partial sequence 2378183 2379640 Mycoplasma 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 2383389 2383484 5 101 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

247044 Bacteria_16S 2387967 2388066 1 101 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
247044 Bacteria_16S 2397080 2397127 53 101 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 
247044 Bacteria_16S 2417058 2417142 1 85 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
247044 Bacteria_16S 2438166 2438261 5 101 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


247044 Bacteria_16S 2504601 2504700 1 101 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

247044 Bacteria_16S 2513740 2513835 5 101 gi|219857368|ref|NR_024956.1| Xylanimicrobium 


pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 


247044 Bacteria_16S 2629620 2629652 53 85 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

247044 Bacteria_16S 2656839 2656934 5 101 gi|219857219|ref|NR_024847.1| Nocardioides 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
247044 Bacteria_16S 2658364 2658459 5 101 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 
247044 Bacteria_16S 2673337 2673420 17 101 gi|219857207|ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 2719817 27199125 101 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
247044 Bacteria_16S 2793325 2793408 17 101 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

247044 Bacteria_16S 2837207 2837290 17 101 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 2840192 2840287 5 101 gi|219856897|ref|NR_024716.1| Agromyces luteolus 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
247044 Bacteria_16S 2883723 2883759 1 37 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

247044 Bacteria_16S 2906332 29064275 101 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 
247044 Bacteria_16S 2945853 2945936 17 101 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


247044 Bacteria_16S 
strain IFO 16068 


2954825 2954920 5 101 gi| 219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


ref|NR_024639.1| Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
247044 Bacteria_16S 2995904 2995940 1 37 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

247044 Bacteria_16S 3009640 3009723 17 101 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 3011049 30111445 101 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

247044 Bacteria_16S 3012607 30127025 101 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 

247044 Bacteria_16S 3020186 3020218 53 85 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

247044 Bacteria_16S 3023189 3023284 5 101 gi|219846908|ref|NR_026500.1| Gordonia 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

247044 Bacteria_16S 3091252 3091351 1 101 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

247044 Bacteria_16S 3198751 3198834 17 101 gi|219846789|ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

247044 Bacteria_16S 3200278 3200373 5 101 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

247044 Bacteria_16S 3231892 3231939 53 101 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 


strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

247044 Bacteria_16S 3319816 3319915 1 101 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

247044 Bacteria_16S 3328950 3329045 5 101 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

247044 Bacteria_16S 3330478 3330573 5 101 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 


strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
247044 Bacteria_16S 3332006 33321015 101 gi|219846697 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
247044 Bacteria_16S 3344082 3344177 5 101 gi| 219846688 
inositola DSM 43819 16S ribosomal RNA, partial sequence 33434 


92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref Micromonospora 


NR_026280.1 
22 3344899 Micromonospora inositola 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

247044 Bacteria_16S 3353258 3353357 1 101 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

247044 Bacteria_16S 3361071 3361170 1 101 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

247044 Bacteria_16S 3367142 33672375 101 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

247044 Bacteria_16S 3370138 3370233 5 101 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

247044 Bacteria_16S 3371637 33717325 101 gi|219846669|ref|NR_026261.1| Streptosporangium 


album strain DSM 43023 16S ribosomal RNA, partial sequence 


3370999 3372445 Streptosporangium album 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangium. 
247044 Bacteria_16S 
strain DSM 44015 


247044 Bacteria_16S 


marismortui strain ATCC 17056 16S ribosomal RNA, partial 
Proteobacteria; 


marismortui Bacteria; 
Chromohalobacter. 
247044 Bacteria_16S 
strain NCTC 10951 


247044 Bacteria_16S 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3380799 3380894 5 


3385415 3385514 1 


3412679 3412762 17 


3433275 34333705 


101 


complete sequence 


101 


Gammaproteobacteria; 


101 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


101 


219846662 |ref 


gi 


219846659 
sequence 


gi ref 


219846636|ref 


gi 


Ac 


gi|219846621|ref 


3380149 3381618 Gordo 
Corynebacterineae; Gordoniaceae; 


3384746 33861 
Oceanospirillales; 


3412006 3413422 Actin 


Streptosporangineae; 


NR_026254.1 


NR_026251.1 


NR_026228.1 


NR_026213.1 


Streptosporangiaceae; 


Gordonia hydrophobica 


nia hydrophobica 


Gordonia. 
Chromohalobacter 


68 Chromohalobacter 
Halomonadaceae; 


Actinomyces viscosus 


omyces viscosus Bacteria; 
tinomycetaceae; Actinomyces. 


Corynebacterium 


xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
247044 Bacteria_16S 
strain DSM 43045 


247044 Bacteria_16S 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 
Lactobacillales; Carnobacteriaceae; Dolosigranulum. 


Firmicutes; 
247044 Bacteria_16S 
restrictus strain 
restrictus Bacteria; 
247044 Bacteria_16S 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


Firmicutes; 


3504279 35043745 


3600565 3600664 1 


3665847 3665910 14 


3714061 3714156 5 


Micromonosporaceae; Actinoplanes. 


247044 Bacteria_16S 
strain IFO 14525 


247044 Bacteria_16S 
strain IFO 14745 


247044 Bacteria_16S 


strain 62 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadacea 


247044 Bacteria_16S 
aggregatus strain 


Blastococcus. 
247044 Bacteria_16S 


strain 4229 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


247044 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 

247044 Bacteria_16S 


strain A417 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


247044 Bacteria_16S 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 
Spirilliplanes. 


Micromonosporaceae; 
247044 Bacteria_16S 


strain 20-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


247044 Bacteria_16S 
strain JC2056 16S 


247044 Bacteria_16S 
salexigens strain 


Aestuariibacter. 
247044 Bacteria_16S 


strain MSS-155 16S ribosomal RNA, partial sequence 
Halobacillus. 


Firmicutes; 
247044 Bacteria_16S 


marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 
marimammalium Bacteria; 


Bacteria; 


Bacillales; 


3737779 3737874 5 


3748023 3748118 5 


3837243 3837342 1 


3840296 38403915 


3859940 3860023 17 


3892326 3892425 1 


3909227 3909274 53 


3917913 3918008 5 


4023869 40239645 


4049718 4049813 5 


4129760 4129859 1 


4132839 4132938 1 


Bacillaceae; 
4242601 4242700 1 


Firmicutes; 


Clostridia; 


101 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


101 


78 


PER-K23 16S ribosomal RNA, partial sequence 
Clostridiales; 


101 


101 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


101 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 


101 


101 


B15 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


101 


101 


strain DSM 735 16S ribosomal RNA, 


Proteobacteria; Gammaproteobacteria; 


101 


101 


101 


101 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


101 


JC2042 16S ribosomal RNA, partial sequence 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; 


101 


101 


Lactobacillales; 


219846573 |ref 


gi 


Mi 


gi|219846506|ref 


219846461 |ref 


gi 
Peptococc 
gi|219846427|ref 
Actinomyce 


219846409 |ref 


gi 


Streptosporangineae; 


219846402 |ref 


gi 


Streptosporanginea 
gi| 219846337 |ref 


3665143 366662 
Dehalobacter. 


3713443 371485 


NR_026165.1 


NR_026098.1 


NR_026053.1 


aceae; 
NR_026018.1 


tales; 


NR_026000.1 


NR_025993.1 


ej 
NR_025927.1 


Corynebacterineae; Corynebacteriaceae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
crobacteriaceae; 


Agromyces. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Dehalobacter 
8 Dehalobacter 


Actinoplanes 
3 Actinoplanes 


Micromonosporineae; 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Halomonas pacifica 


3836584 3838063 Halomonas pacifica Bacteria; 


219846335|ref 


gi 
Frankine 


219846322|ref 


gi 


e; Halomonas 
NR_025925.1 


ae; 


NR_025912.1 


Blastococcus 


3839632 3841072 Blastococcus aggregatus 
Geodermatophilaceae; 


Mycoplasma imitans 


3859256 3860694 Mycoplasma imitans Bacteria; 


gi|219846300|ref 
complete sequence 
Ocea 


219846288 | ref 


gi 


NR_025890.1 
389163 


NR_025878.1 


nospirillales; 


Halomonas 
6 3893166 Halomonas 
Halomonadaceae; 


Ureaplasma diversum 


3908492 3909969 Ureaplasma diversum Bacteria; 


219846282 |ref 


gi 
Actinomyce 


219846207 |ref 


gi 


sequence 3917267 391873 


NR_025872.1 
tales; Micro 


NR_025797.1 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Agromyces salentinus 


4023267 4024647 Agromyces salentinus Bacteria; 


Micrococcineae; Mi 
gi|219846187|ref 


4049074 4050453 Nocardioides 


Propionibacterinea 
gi|219846130|ref 


rs 


Alteromonad 


gi| 219846125 |ref 


4132144 4133665 Halobacillus 


129099 413053 


crobacteriac 
NR_025777.1 


e; Nocardioi 
NR_025720.1 
ales; Altero 


NR_025715.1 


219846040 | ref 


gi 


Streptococcaceae 


NR_025630.1 


; Streptococ 


eae; Agromyces. 
Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Aestuariibacter 

7 Aestuariibacter 
monadaceae; 


Halobacillus locisalis 


locisalis Bacteria; 


Streptococcus 


4241925 4243424 Streptococcus 


cus. 


247044 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


247044 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


247044 Bacteria_16S 


modestum strain G 
modestum Bacteria 


247044 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


247044 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


247044 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


247044 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


247044 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


247044 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


247044 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


247044 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


247044 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


247044 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


247044 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


strain T-3 16S ri 
Bacteroidetes; 


strain II-2 16S r 
Bacteroidetes; 


succinus subsp. 
quisquiliarum str 
quisquiliarum Bac 


strain KMM 1406 1 
Proteobacteria; 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


14185 14243 42 101 gi 
strain B-38 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Gammaproteo 


216756 216806 51 102 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
231891 231925 67 102 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
312438 312524 14 101 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
481908 481954 54 101 gi 
ain Ben 117 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 


gi 


ra 


’ 


541551 541637 14 101 gi 
CW1l 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
661356 661442 14 101 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
726510 726545 1 36 gi 


bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
792817 792863 54 101 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
795795 795829 66 101 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
803616 803650 66 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


216053 21755 


ribosomal RNA, partial sequence T25825.. 72734 
ridia; Clostridiales; Veillonellaceae; Succinisp 
782068 782126 42 101 gi| 265678524 
train XILO7 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actin 
ceae; Xylanimonas. 
788178 788228 50 101 gi| 265678520 


787469 78896 


792094 79356 


802889 80433 


265679054 
1 sequence 
bacteria; 


265678918 


nctomyceta 
265678908 
sequence 
acteriacea 
265678852 
equence 
ylococcus. 
265678730 
sequence 
ria; Rhodo 


265678691 
ce 54086 


265678608 
tial seque 
icoccus. 

265678564 


ciricketts 
265678517 


eta. 

265678515 
nce 79504 
eptospiril 
265678510 


ref|NR_029362.1| Francisella tularensis 
13461 14981 Francisella tularensis 
Thiotrichales; Francisellaceae; 


ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 
ref|NR_029216.1| Propionigenium 
231154 232668 Propionigenium 
e; Propionigenium. 
ref|NR_029158.1| Staphylococcus 
311738 313264 Staphylococcus 
ref |NR_029035.1| Quatrionicoccus 
481171 482647 Quatrionicoccus 
cyclales; Rhodocyclaceae; 
ref|NR_028996.1| Staphylococcus 
2 542331 Staphylococcus nepalensis 
ref|NR_028913.1| Jeotgalicoccus 
nce 660668 662086 Jeotgalicoccus 
ref|NR_028868.1| Succinispira mobilis 
9 Succinispira mobilis Bacteria; 
ira. 
ref |NR_028828.1| Xylanimonas 
781358 782875 Xylanimonas 
omycetales; Micrococcineae; 
ref|NR_028824.1| Methylophaga alcalica 
2 Methylophaga alcalica Bacteria; 
iaceae; Methylophaga. 
ref|NR_028820.1| Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


ref|NR_028818.1| Leptospirillum 

0 796555 Leptospirillum ferriphilum 
lum. 

ref |NR_028813.1| Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


834133 834179 54 101 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
train Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

247044 Bacteria_16S 835635 835681 54 101 gi| 265678489 |ref|NR_028792.1| Zymomonas mobilis 
rain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
bilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 

7 Zymomonas. 

247044 Bacteria_16S 974934 974972 62 101 gi|265678394|ref|NR_028696.1| Lewinella persicus 

bosomal RNA, partial sequence 974224 975642 Lewinella persicus Bacteria; 
Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
247044 Bacteria_16S 979344 979382 62 101 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 
ibosomal RNA, partial sequence 978631 980048 Lewinella cohaerens Bacteria; 
Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
247044 Bacteria_16S 1019100 1019186 14 101 gi|265678365|ref|NR_028667.1| Staphylococcus 
succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

247044 Bacteria_16S 1046748 1046834 14 101 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
ain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
teria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

247044 Bacteria_16S 1066432 1066482 51 101 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 
6S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 

Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

247044 Bacteria_16S 1093440 1093478 62 101 gi|265678314|ref|NR_028616.1| Acetobacter 
ain 5H-1 16S ribosomal RNA, partial sequence 1092739 1094192 Acetobacter 
teria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 

247044 Bacteria_16S 1140285 1140331 54 101 gi|253680763|ref|NR_028011.1| Salinisphaera 
n E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 


shabanensis strai 


shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Salinisphaera. 


Salini 


sphaerales; Salinisphaeraceae; 


247044 Bacteria_16S 


1158354 1158385 54 


1279 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
247044 Bacteria_16S 
DSM 18053 16S rib 


Bacteria; 


subsp. 
subsp. 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagula 
247044 Bacteria_16S 
subsp. urealyticu 
capitis subsp. ur 
247044 Bacteria_16S 
gallaeciensis str 


gallaeciensis BS1 
Phaeobacter. 


247044 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


strain GD521 16S 
Firmicutes; Bacil 


247044 Bacteria_16S 


profundus strain 
Bacteria; 


strain KMM 426 16 
Bacteroidetes; Fl 


247044 Bacteria_16S 


Deinoco 
247044 Bacteria_16S 


Deinococci; 
1199310 1199348 62 


Sphingobacteria; 
1294174 1294260 14 


Firmicutes; 
1318469 1318555 14 
1320011 1320097 14 


ealyticus Bacteria; 
1336831 1336917 14 


1392766 1392800 66 


1433744 1433830 14 


lales; Staphylococcus. 


1436863 1436894 54 


506 16S ribosomal RNA, partial sequence 


ccus-Thermus; Deinococci; 
1544372 1544422 51 


avobacteria; 
1680904 1680935 54 


Thermales; 


osomal RNA, partial sequence 
Bacteroidetes; 
247044 Bacteria_16S 
equorum st 
equorum Bacteria; 
247044 Bacteria_16S 


rain PA 231 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


Flavobacteriales; 


85 


1157686 1159115 Meiothermus ruber DSM 
Meiothermus. 


coagulans strain GA 211 16S ribosomal 


s strain MAW 8436 16S ribosomal RNA, p 


101 gi|228715480|ref|NR_027533.1 
1198618 12000 
Sphingobacteriales; Flexibacteraceae; 
101 gi| 228715348 |ref|NR_027520.1 
partial sequence 1293463 129495 
Staphylococcus. 
101 gi| 228715349 |ref|NR_027521.1 
RNA, partial sequence 
ns Bacteria; Firmicutes; Bacillales; 
101 gi| 228715347 |ref|NR_027519.1 
artial sequence 131930 
Bacillales; Staphylococcus. 
101 gi|228721486|ref|NR_027609.1 
1336206 133758 
eobacteria; Rhodobacterale 
101 gi|228716184|ref|NR_027548.1 


ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


Thermaceae; 


gi|228721491 


ain BS107 16S ribosomal RNA, partial sequence 
07 Bacteria; Proteobacteria; Alphaprot 


1392046 13934 


mediatlanticus strain TR 16S ribosomal RNA, partial sequence 


mediatlanticus Ba 


247044 Bacteria_16S 


cteria; 
1714559 1714605 54 


Deinococcus-Thermus; 


101 gi|224581433|ref|NR_027215.1 
1433051 14345 
85 gi|224581430|ref|NR_027212.1 
1436136 1437633 Oceani 
Thermales; Thermaceae; Oceanithermus. 
102 gi|219857262|ref|NR_024893.1 
1543657 15451 
Flavobacteriaceae; Arenibacter. 
85 gi|219878421|ref|NR_025560.1 
1680196 168167 
Deinococci; Thermales; Thermaceae; 
101 gi| 219878398 |ref|NR_025537.1 
1713828 171532 


faecium strain DSM 11690 16S ribosomal RNA, partial sequence 


faecium Bacteria; 
Sphingobacterium. 


247044 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; 


strain LMG 12370 
Firmicutes; Bacil 


strain 128 16S ri 
Tenericutes; Moll 


G 


Bacteroidetes; 


1737398 1737432 67 


2038498 2038584 14 


2198413 2198447 66 


2199912 2199946 66 


2202927 2202961 66 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 
strain MX9 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


Sphingobacteria; 


102 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
247044 Bacteria_16S 


101 


101 


101 


101 


us. 


Sphingobacteriales; 


gi|219878383 
1736673 17381 


gi|219878169 


16S ribosomal RNA, partial sequence 2037802 20393 
lales; Bacillaceae; Virgibacill 
247044 Bacteria_16S 


gi|219857600 
2197691 21991 


gi|219857599 
2199190 22006 


gi|219857597 


lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 


lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 
247044 Bacteria_16S 
strain 486 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


247044 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


strain H831 16S r 
Tenericutes; Moll 


strain CH 16S rib 
Tenericutes; Moll 


2204443 2204477 66 


2205942 2205976 66 


101 


101 


gi| 219857596 
2203720 22051 


gi|219857595 


in WR1 16S ribosomal RNA, partial sequence 22052 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2207452 2207486 66 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


2208968 2209002 66 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


2210481 2210515 66 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


247044 Bacteria_16S 


2211997 2212031 66 


101 


101 


101 


101 


strain MMP-4 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi|219857594 
2206719 22081 


gi|219857593 
2208244 22096 


gi| 219857592 
2209746 22112 


gi] 219857591 


ref |NR_027614.1 


Sphingobact 


ref|NR_025522.1 


ref|NR_025308.1 
07 Virgibacillus 


ref|NR_025188.1 


ref|NR_025187.1 


ref|NR_025185.1 

2202199 220366 
Mycoplasma. 
ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025182.1 


ref|NR_025181.1 


ref 


NR_025180.1 


ref 


Meiothermus ruber DSM 
1279 Bacteria; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 
Dyadobacter. 


Staphylococcus equorum 
6 Staphylococcus equorum 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Oceanithermus 
thermus profundus 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 
Oleispira. 


Virgibacillus proomii 
proomii Bacteria; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


NR_025179.1 


Mycoplasma columborale 


2211275 2212723 Mycoplasma columborale Bacteria; 


247044 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


strain BbT2g 16S 
Tenericutes; Moll 


strain 1340 16S r 
Tenericutes; Moll 


strain 852 16S ri 
Tenericutes; Moll 


strain HRC292 16S 
Tenericutes; Moll 


strain MH5408 16S 
Tenericutes; Moll 


strain PG15 16S r 
Tenericutes; Moll 


strain R171 16S r 
Tenericutes; Moll 


strain PG30 16S r 
Tenericutes; Moll 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


247044 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


desulfurans strai 
desulfurans Bacte 


strain B3-1 16S r 
Proteobacteria; G 


pasteuri Bacteria; 


247044 Bacteria_16S 
n ATCC 4 
ria; 
247044 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


strain ATCC 43959 
Bacteria; Firmicu 


delphini Bacteria; 


247044 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


arlettae Bacteria; 


247044 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


strain RF-4 16S r 


strain GY-1 16S r 


strain Z-7491 16S 
Spirochaetes; Spi 


teria; 


tes; 
247044 Bacteria_16S 
n St55B 16S ribosomal RNA, partial seq 
ria; 
247044 Bacteria_16S 


tes; 
247044 Bacteria_16S 
delphini strain ATCC 4917 


tes; 
247044 Bacteria_16S 
arlettae strain ATCC 4395 


rochaetales; 
247044 Bacteria_16S 


2213497 2213531 66 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


2214995 2215029 66 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


2216493 2216527 66 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


2280681 2280715 66 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


2369849 2369883 66 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


2371360 2371394 66 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


2372869 2372903 66 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


2374375 2374409 66 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 


2375886 2375920 66 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 
ain AML-D4 16S ribosomal RNA, partial 
Gammaproteobact 


2412425 2412471 54 
Proteobacteria; 
2628038 2628124 14 


Bacillales; 
2703421 2703452 54 


Deinococcus-Thermus; 
2782871 2782917 54 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
247044 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 
Staphylococc 


2909452 2909538 14 
Firmicutes; Bacillales; 
2910996 2911082 14 


Firmicutes; 
2912538 2912624 14 
16S rib 
Bacillales; 
2914082 2914168 14 
Firmicutes; Bacillales; 
2915625 2915711 14 

16S rib 
Bacillales; 
2917167 2917253 14 
Firmicutes; Bacillales; 
3018667 3018698 54 


mal RNA, partial sequence 
ci; 
247044 Bacteria_16S 


Thermales; Thermaceae; 
3021712 3021743 54 


ibosomal RNA, partial sequence 
Deinococcus-Thermus; 
247044 Bacteria_16S 


Deinococci; Thermales; 
3139245 3139276 54 


ibosomal RNA, partial sequence 
Deinococcus-Thermus; 
247044 Bacteria_16S 


Deinococci; Thermales; 
3316827 3316873 54 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


3389909 3389940 54 


101 gi 


101 gi 
101 gi 
101 gi 
101 gi 
101 gi 
101 gi 
101 gi 
101 gi 


101 gi 


101 gi 


in NN 16S ribosomal RNA, partial seque 
Bacillaceae; 


85 gi 
Deinococci; 

101 gi 
27 


101 gi 


101 gi 


3809 16S ribosomal RNA, partia 
Bacillales; 


101 gi 


osomal RNA, partial sequence 
Staphylococcus. 


101 gi 


1 16S ribosomal RNA, partial s 
Staphylococc 


101 gi 


osomal RNA, partial sequence 
Staphylococcus. 


101 gi 


7 16S ribosomal RNA, partial s 
Staphylococc 


85 gi 


3017969 3019430 Thermus o 


Thermus. 
85 gi 
Thermaceae; 
85 gi 


Thermaceae; 


101 gi 


85 gi 


Gracilib 


Staphyloc 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857588 


2215772 22172 


219857546 


2279959 22814 


219857480 


2369126 23705 


219857479 


2370638 23720 


219857478 


2372144 23736 


219857477 


2373653 23751 


219857476 


2375159 23766 


219857452 
sequence 
er 


219857246 
nce 26273 
acillus. 
219857186 
uence 
Thermales; 
219857128 
82197 27836 
ot 
219856850 
quence 

us 
219856849 
ai 
occus. 
219856848 
29118 


219856847 
equence 
us 
219856846 
29149 


219856845 
equence 

us. 
219846911 


219846909 


3021006 30224 


Thermus. 
219846829 


3138565 31400 


219846709 


3316113 33175 
Spirocha 


eta. 
219846652 


ia; Meth 


richacea 


sequence 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
yloc 


ref 


ref 


The 
ref 


e; T 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


2411699 24132 


22 2628862 Graci 


2702689 27040 


2908741 29102 


2910285 29117 


27 2913320 Staph 


2913371 29148 


14 2916405 Staph 


2916456 29179 


NR_025178.1 


NR_025177.1 


NR_025176.1 


NR_025134.1 


NR_025068.1 


NR_025067.1 


NR_025066.1 


NR_025065.1 


NR_025064.1 


NR_025040.1 
1 


occales; Met 


NR_024876.1 
1 


NR_024814.1 
7 
rmaceae; Oce 
NR_024756.1 


hiothrix. 
NR_024669.1 
3 


NR_024668.1 
7 


NR_024667.1 
y 


NR_024666.1 
6 


NR_024665.1 
y 


NR_024664.1 
4 


NR_026503.1 
shimai Bacte 
NR_026501.1 


NR_026421.1 


NR_026301.1 


ref 


chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 


chliarophilus Bacteria; Deinococcus-Thermus; 


Deinococci; 


Thermale 


sD 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Gracilibacillus 
ibacillus halotolerans 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Thermus oshimai strain 
ria; Deinococcus- 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
Meiothermus. 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


NR_026244.1 
338924 
hermaceae; M 


Meiothermus 
4 3390664 Meiothermus 
eiothermus. 


247044 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


247044 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


247044 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


247044 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


247044 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


247044 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


247044 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


247044 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycop 


247044 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


247044 Bacteria_16S 3788731 3788817 14 101 gi|219846371|ref|NR_025962.1 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacte 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

247044 Bacteria_16S 3791754 3791840 14 101 gi|219846369|ref|NR_025960.1 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
247044 Bacteria_16S 3820730 3820766 64 101 gi|219846349|ref|NR_025940.1 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 382000 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
Helicobacter. 

247044 Bacteria_16S 3844919 3845005 14 101 gi|219846332|ref|NR_025922.1 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 38456 

Firmicutes; Bacillales; Staphylococcus. 

247044 Bacteria_16S 3857020 3857054 66 101 gi|219846324|ref|NR_025914.1 
strain 17529 16S ribosomal RNA, partial sequence 3856288 38577 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

247044 Bacteria_16S 3858506 3858540 66 101 gi|219846323|ref|NR_025913.1 


strain DD 16S rib 
Tenericutes; Moll 


247044 Bacteria_16S 


strain Wai33 16S 
Deinococcus-Therm 


247044 Bacteria_16S 


strain YT-1 16S r 
Deinococcus-Therm 


247044 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


247044 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


247044 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


247044 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


247044 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


247044 Bacteria_16S 
pratensis strain F31 16S ribosomal RNA, partial sequence 


3519585 3519635 50 101 gi 
16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; My 
3585132 3585167 1 36 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3614233 3614279 54 101 gi 


Alloioc 
gi 


bacillales; Carnobacteriaceae; 
3715649 3715683 66 101 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3751151 3751185 66 101 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3754191 3754225 66 101 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3755706 3755740 66 101 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3757192 3757242 50 101 gi 


lasmataceae; Mycoplasma. 
3779848 3779882 66 101 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3876867 3876898 54 85 gi 
ribosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3878387 3878418 54 85 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3884659 3884693 66 101 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3966013 3966059 54 101 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3969029 3969075 54 101 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
4033083 4033169 14 101 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4069285 4069334 51 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 


219846563 
35188 
coplasma. 

219846519 
ence 35844 
nellaceae; 
219846496 


16S ribosomal RNA, partial sequence 3613485 36150 


occus. 
219846426 


3714904 37163 


219846398 
quence 
as 
219846396 


3753459 37549 


219846395 


3754983 37564 


219846394 


3756485 3757942 Mycop 


219846377 


3779118 37805 


3857775 38592 


219846311 


3876152 38776 


Thermus. 
219846310 


3877677 38791 


Thermus. 
219846306 


3883911 38853 


219846248 
sequence 
a; Sphingo: 


219846246 
39683 
rillales; 

219846201 
40324 
ales; Glyc 
219846173 


4068567 40700 


iellaceae; 
219846163 


4084574 4084616 58 101 gi 


mMataceae; 


ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref |NR_026088.1 
09 Alloiococcus 


ref |NR_026017.1 


ref |NR_025989.1 

3750418 375189 
+ Mycoplasma. 
ref|NR_025987.1 


ref|NR_025986.1 


ref|NR_025985.1 
lasma alvi Bacte 


ref|NR_025968.1 


ref |NR_025901.1 


ref|NR_025900.1 


ref|NR_025896.1 


ref |NR_025838.1 
3965346 396678 
monadales; Sphin 


ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_025791.1 
01 4033899 Glycom 
omycineae; Glyco 
ref|NR_025763.1 


icella. 
NR_025753.1 


Aqu 
ref 


Mycoplasma genitalium 
asma genitalium 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Alloiococcus otitis 


otitis Bacteria; 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma alvi strain 
ria; Tenericutes; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Helicobacter 
8 3821492 Helicobacter 
elicobacteraceae; 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Phaeospirillum fulvum 

pirillum fulvum 

e; Phaeospirillum. 
Glycomyces arizonensis 

yces arizonensis 

mycetaceae; Glycomyces. 

Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Methylobacillus 


4083873 4085273 Methylobacillus pratensis 


Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 


247044 Bacteria_16S 
strain KMM 3941 1 


4093612 4093662 51 


6S ribosomal RNA, partial sequence 4092900 40943 


102 gi|219846157 


ref|NR_025747.1 
37 Arenibacter c 


Arenibacter certesii 
ertesii Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

247044 Bacteria_16S 4209299 4209385 14 101 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

247044 Bacteria_16S 4232100 4232186 14 101 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

247044 Bacteria_16S 271408 271465 43 101 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
247044 Bacteria_16S 286566 286615 51 101 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 


strain 01008 16S 
Tenericutes; Moll 
247044 Bacteria_16S 
actinomycetemcomi 


Pasteurellales; P 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


292779 292812 67 


tans strain 277/49-50(8) 16S ribosomal 
Aggregatibacter actinomycetemcomitans Ba 
asteurellaceae; Aggregatibacter. 


285875 28729 


101 gi| 265678865 


cteria; 


RNA, part 
Proteobacteria; Gammaproteobacteria; 


0 Mycoplasma te 


ref 
ial 


NR_029171.1 
sequence 


studinis Bacteria; 


Aggregatibacter 
292013 293496 


247044 Bacteria_16S 591576 591625 51 101 gi| 265678658 |ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
247044 Bacteria_16S 612867 612916 51 101 gi| 265678643 |ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

247044 Bacteria_16S 655349 655398 51 101 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

247044 Bacteria_16S 656810 656859 51 101 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

247044 Bacteria_16S 681156 681205 51 101 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

247044 Bacteria_16S 694763 694812 52 102 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

247044 Bacteria_16S 759035 759084 51 101 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

247044 Bacteria_16S 760587 760636 51 101 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
strain V33 16S ribosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

247044 Bacteria_16S 809687 809739 51 102 gi|265678506|ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

247044 Bacteria_16S 965650 965735 15 101 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

247044 Bacteria_16S 1102308 1102357 52 102 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

247044 Bacteria_16S 1230989 1231023 1 35 gi|219878275|ref|NR_025414.1| Thermocrinis albus 


strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 12317 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermoc 


247044 Bacteria_16S 


str. Twist 16S ribosomal RNA, partial s 
Bacteria; Actinobacteria; Actinobacteri 


247044 Bacteria_16S 
ferrooxidans DSM 10331 


DSM 10331 Bacteria; Actinobacteria; Aci 
Acidimicrobiaceae; Acidimicrobium. 


247044 Bacteria_16S 


strain R7 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; Ps 


247044 Bacteria_16S 


rinis. 
1316942 1316991 51 101 gi|228715851 
equence 1316224 13177 
dae; Actinomycetales; Micr 
1361165 1361214 51 101 gi| 228719712 
16S ribosomal RNA, complete sequence 13604 
dimicrobidae; Acidimicrobi 
1446105 1446154 51 101 gi| 224581423 
quence 1445391 14468 
eudomonadales; Moraxellace 
1470202 1470251 51 101 gi| 224581406 


93 Thermocrinis 


ref|NR_027540.1 
07 Tropheryma wh 
ococcineae; Tro 
ref|NR_027584.1 
61 1361925 Acidi: 


ales; Acidimicr 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobact 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 


ref|NR_027187.1 


Pp 


e 


albus DSM 14484 


Tropheryma whipplei 
ipplei str. Twist 
heryma. 
Acidimicrobium 


microbium ferrooxidans 
° 


bineae; 


Psychrobacter arenosus 
arenosus Bacteria; 

ry 

Psychrobacter 


1469465 1470990 Psychrobacter 


pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 


247044 Bacteria_16S 1507903 1507952 51 


subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequenc 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; 
Neisseria. 

247044 Bacteria_16S 1512381 1512430 51 101 gi| 219878127 
strain 8025 16S ribosomal RNA, partial sequence 1511717 15130 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
247044 Bacteria_16S 1722227 1722276 51 101 gi| 219878393 
strain NF11 16S ribosomal RNA, partial sequence 1721510 17230 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
247044 Bacteria_16S 1723768 1723817 51 101 gi| 219878392 


strain NF23 16S ribosomal RNA, partial sequence 


Proteobacteria; 


247044 Bacteria_16S 1980563 1980658 5 


haemolyticum strain CIP 103370 16S ribosomal RNA, partial 


haemolyticum DSM 
Actinomycetaceae; Arcanobacterium. 
247044 Bacteria_16S 2107447 2107496 51 


illinoisensis strain MVAB Hexl 16S ribosomal RNA, 


illinoisensis Bacteria; 
Alkanindiges. 


Proteobacteria; 


Gammaproteobacteria; 


101 gi| 219846303 


101 gi| 219878208 


101 gi| 219878115 


1723051 17245 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


sequenc 


20595 Bacteria; Actinobacteria; Actinobacteridae; 


complete sequence 2106707 21082 
Pseudomonadales; 


ref |NR_025893.1 


e 


ref|NR_025266.1 


ref |NR_025532.1 
00 Psychrobacter 


ref|NR_025531.1 
41 Psychrobacter 
ref|NR_025347.1 


ref|NR_025254.1 


150715 
Neisseriales; Neisseriaceae; 


e 1979903 198138 
Actinomycetale 


3 
Moraxellaceae; 


Neisseria elongata 
8 1508633 Neisseria 


Histophilus somni 


77 Histophilus somni Bacteria; 
Histophilus. 


Psychrobacter luti 


luti Bacteria; 


Psychrobacter. 


Psychrobacter fozii 


fozii Bacteria; 


Psychrobacter. 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Alkanindiges 
9 Alkanindiges 


247044 Bacteria_16S 2392618 2392667 51 101 gi|219857465|ref|NR_025053.1| Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
247044 Bacteria_16S 2400128 2400161 67 101 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 


247044 Bacteria_16S 2685448 2685497 51 
strain KMM 3676 1 
Bacteroidetes; Flavobacteria; 
247044 Bacteria_16S 
strain KMM 3526 1 
Bacteroidetes; Flavobacteria; 
247044 Bacteria_16S 2715284 2715333 51 
okhotskensis strain MD17 16S ribosomal 
okhotskensis Bacteria; Proteobacteria; 
Psychrobacter. 
247044 Bacteria_16S 


2686917 2686966 51 


2738061 2738110 51 


troitsensis strain KMM 3674 16S ribosomal RNA, partial 


troitsensis Bacteria; 
247044 Bacteria_16S 
strain IFO 13911 


Bacteroidetes; Fl 
2800881 2800930 51 


247044 Bacteria_16S 
strain IFO 14915 


2802402 2802451 51 


247044 Bacteria_16S 2803923 2803972 51 


strain IFO 12512 


247044 Bacteria_16S 
consettensis stra 


2806967 2807016 51 


Micromonosporaceae; Actinoplanes. 
247044 Bacteria_16S 2823510 2823544 1 


subterraneus strain HGP1 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; 


247044 Bacteria_16S 2838679 2838728 51 


strain IFO 16238 


247044 Bacteria_16S 3125912 3125945 67 


methylovorum strain DSM 5458 16S ribosomal RNA, 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 
247044 Bacteria_16S 
strain DSM 43151 


3333547 3333596 51 


247044 Bacteria_16S 3348708 3348757 51 


coerulea DSM 43143 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriales; 


6S ribosomal RNA, partial sequence 2686201 26 
Flavobacteriales; 


RNA, partial sequence 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromono 


16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromono 


16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


in IFO 14913 16S ribosomal RNA, partia 
consettensis Bacteria; Actinobacteria; Actinobacteridae 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


101 219857199 


861 


gi 


101 219857198 


876 


gi 


101 gi|219857178 


Gammaproteobacteria; Pseudomonadales; 
101 gi|219857162|ref|NR_024790.1 
sequence 2737379 273875 
avobacteria; Flavobacteriales; 
101 gi|219857116|ref|NR_024744.1 
01659 Actinoplanes 


101 219857115 


031 


gi 


101 gi|219857114|ref|NR_024742.1 
04701 Actinoplanes 

neae; Micromonos 

101 gi|219857112|ref|NR_024740.1 

1 sequence 2806275 280774 

; Actinomycetales; Micromo 

35 gi|219856908|ref|NR_024729.1 


Hydr 


101 219856898 


gi 


101 219846838 
sequence 


Rhizo 


gi 
partial 


101 gi|219846696 


Flavobacteriaceae; 


ref |NR_024827.1 


ref |NR_024826.1 
Zobellia. 
ref |NR_024806.1 

2714566 271605 


s 
ref |NR_024743.1 
80 Actinoplanes 
s 


2822817 28243 
ogenobacter. 
ref|NR_024717.1 


al 


; Microbacteriac 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


Ww 


ref|NR_026288.1 


neae; Micromonos 


101 gi| 219846685 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 
Flavobacteriaceae; Zobellia. 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Psychrobacter 
7 Psychrobacter 


Moraxellaceae; 


Arenibacter 
9 Arenibacter 


Flavobacteriaceae; Arenibacter. 


Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

5 Actinoplanes 
nosporineae; 


Hydrogenobacter 
3 Hydrogenobacter 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Actinoplanes regularis 


00 Actinoplanes regularis Bacteria; 


poraceae; Actinoplanes. 


ref |NR_026277.1 


Micromonospora 


3348002 3349477 Micromonospora coerulea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


247044 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


247044 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


247044 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


247044 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


247044 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequen 


Betaproteobacteri 


247044 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


247044 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


247044 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


247044 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


247044 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


247044 Bacteria_16S 
ain KMM 3903 16S ribosomal RNA, partia 


sedimenticola str 
sedimenticola Bac 


247044 Bacteria_16S 
train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


247044 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


247044 Bacteria_16S 
Z-7288 16S ribosomal RNA, partial seq 


arabaticum strain 
arabaticum Bacter 


247044 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


strain DSB MGU 15 


strain RV-12x 16S 
Firmicutes; Clost 


247044 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


247044 Bacteria_16S 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


247044 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


3495310 3495405 5 
16S ribosomal RNA, 


3499884 3499933 51 


16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriaceae; 


obacteriales; 
3799387 3799420 67 


3870669 3870702 67 


3875314 3875363 51 
6S ribosomal RNA, part 
etaproteobacteria; Nei 
3890846 3890895 51 


a; Neisseriales; Neiss 


6S ribosomal RNA, part 
avobacteria; Flavobact 
4090632 4090681 51 
6S ribosomal RNA, part 
avobacteria; Flavobact 
4092130 4092179 51 


teria; 
73403 


Bacteroidetes; 
73480 5 


Pseudonocardia. 
92794 92842 52 
ain PAL-1 16S ribosomal 
teria; Deferribacteres; 
106723 106771 53 


e; 


Firmicutes; 
204353 204453 1 
in H-6-12 16S ribosomal 


ia; 


349115 349163 52 


388109 388193 17 


ridia; 
401960 402008 52 
train IMET 11532, 


; Agromyces. 


509600 509695 5 


e; Corynebacterium. 
524764 524859 5 
$13 16S ribosomal RNA, p 


247044 Bacteria_16S 


566108 566156 52 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 
ain A 169/B 16S ribosomal RNA, 
teria; Proteobacteria; Epsilonproteoba 


ce 
eriaceae; Kingel 


Clostridia; 


101 


101 


101 


101 


101 


101 


101 


ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


101 


101 
artial 


101 


gi 


complete sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


Cetoba 


gi 


3798661 38001 


sseriales; Neiss 


ial sequence 4088431 40 


eriales; Flavoba 


gi 


eria; Dictyoglomi; Dictyoglomales; Dic 
247044 Bacteria_16S 
-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
247044 Bacteria_16S 


tratus Bacteria; Actinobacteria; Actin 


gi 


gi 
sequenc 


acteria; Actinobacteridae; Actinomycet 


gi 


219846579 
ales; 


219846576 


cterium. 
219846363 


la 


cteriac 
219846159 


ial sequence 4089922 40913 
eriales; Flavobacteriaceae; Maribacter. 
101 gi|219846158|ref|NR_025748.1 
1 sequence 4091411 409284 
Flavobacteria; Flavobacteriales; Flavobact 
82 gi|265679015|ref|NR_029323.1 
equence 72131 74244 
dae; Actinomycetales; Pseu 
101 gi| 265679001 |ref|NR_029309.1 
RNA, complete sequence 92051 93594 
Deferribacterales; Deferribacteraceae; G 
102 gi| 265678991 |ref|NR_029299.1 
uence 106000 107471 
Halanaerobiales; Halobacteroidaceae; 
102 gi| 265678927 |ref|NR_029235.1 
RNA, complete sequence 203662 205201 
tyoglomaceae; Dictyoglomu 
101 gi|265678825|ref|NR_029130.1 
348412 349877 Agromy 
ococcineae; Microbacteriac 
102 gi|265678796|ref|NR_029101.1 
387448 38884 
Veillonella. 
101 gi| 265678787 |ref|NR_029092.1 
16S ribosomal RNA, partial sequence 401266 


265678712 
quence 
inomycetal 


265678702 
e 52414 
ales; 


265678675 


daecheongense strain CPW406 16S ribosomal RNA, partial sequence 


34946 
Pseu 


898 
eae 


obacterida 


Cory 


ref|NR_026171.1 


donocardineae; 


ref |NR_026168.1 
73 Cetobacterium 


ref|NR_025954.1 


; Ma 
ref 


ribacter. 
NR_025749.1 


e; Actinomycetal 
ref|NR_029017.1 

508981 510331 
es; Corynebacter 


ref |NR_029007.1 
6 525550 Coryne 
nebacterineae; C 


39 3496156 Thermo 
P 


Ss. 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Cetobacterium ceti 
ceti Bacteria; 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


gi|219846315|ref|NR_025905.1| Arcobacter 
partial sequence 3869930 3871391 Arcobacter 
cteria; Campylobacterales; Campylobacteraceae; 
gi|219846312|ref|NR_025902.1| Neisseria weaveri 
ial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
eriaceae; Neisseria. 
gi|219846301|ref|NR_025891.1| Kingella oralis strain 
3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 


3990878 3990927 51 101 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
somal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Pibocella. 

4022440 4022489 51 101 gi|219846208|ref|NR_025798.1| Psychrobacter 
in JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

4087652 4087701 51 101 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 
6S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4089143 4089192 51 101 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Pseudonocardia 
Pseudonocardia 
donocardineae; 


Geovibrio 
Geovibrio 
eovibrio. 
Acetohalobium 
Acetohalobium 
Acetohalobium. 
Dictyoglomus 
Dictyoglomus 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Veillonella ratti 


3 Veillonella ratti Bacteria; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


ref|NR_028980.1 
565378 566823 


Chryseobacterium 
Chryseobacterium 


daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 


247044 Bacteria_16S 573560 573655 5 101 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

247044 Bacteria_16S 621941 621989 52 101 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

247044 Bacteria_16S 668884 668979 5 101 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

247044 Bacteria_16S 682562 682610 52 101 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

247044 Bacteria_16S 755982 756030 52 101 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

247044 Bacteria_16S 800492 800540 52 101 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
strain Chj707 16S ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

247044 Bacteria_16S 891484 891532 53 102 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

247044 Bacteria_16S 911523 911571 52 101 gi| 265678437 |ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

247044 Bacteria_16S 971832 971864 68 101 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
247044 Bacteria_16S 977781 977810 1 30 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

247044 Bacteria_16S 1028350 1028398 52 101 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

247044 Bacteria_16S 1108410 1108505 5 101 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

247044 Bacteria_16S 1125226 1125274 52 101 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

247044 Bacteria_16S 1135681 1135713 69 102 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

247044 Bacteria_16S 1149377 1149425 52 101 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

247044 Bacteria_16S 1208424 1208472 52 101 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

247044 Bacteria_16S 1430696 1430744 52 101 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 

247044 Bacteria_16S 1562268 1562315 52 101 gi|219846143|ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

247044 Bacteria_16S 1817906 1817954 52 101 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

247044 Bacteria_16S 1848422 1848517 5 101 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
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247044 Bacteria_16S 1874249 1874297 52 101 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
247044 Bacteria_16S 1919796 1919844 52 101 gi|219878248|ref|NR_025387.1| Chryseobacterium 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
247044 Bacteria_16S 1921304 1921352 52 101 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 1922061 Chryseobacterium 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 
247044 Bacteria_16S 1962398 1962446 52 101 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 
247044 Bacteria_16S 2193793 2193822 56 85 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
247044 Bacteria_16S 2265356 2265404 52 101 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 
247044 Bacteria_16S 2368369 2368401 68 101 gi|219857481|ref|NR_025069.1| Mycoplasma 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
247044 Bacteria_16S 2403118 2403202 17 102 gi| 219857458 |ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
247044 Bacteria_16S 2525905 2525937 68 101 gi|219857360|ref|NR_024948.1| Campylobacter 
hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 
Campylobacter hyointestinalis subsp. lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacterales; Campylobacteraceae; Campylobacter. 
247044 Bacteria_16S 2670274 2670369 5 101 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 
247044 Bacteria_16S 2684007 2684055 52 101 gi|219857200|ref|NR_024828.1| Zobellia russellii 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
247044 Bacteria_16S 2692807 2692902 5 101 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 
247044 Bacteria_16S 2751150 2751245 5 101 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 
247044 Bacteria_16S 2758800 2758848 52 101 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 
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247044 Bacteria_16S 611246 611329 17 101 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 641798 641849 49 101 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

247044 Bacteria_16S 648028 648079 49 101 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

247044 Bacteria_16S 665999 666046 53 101 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

247044 Bacteria_16S 837084 837179 5 101 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

247044 Bacteria_16S 838619 838666 53 101 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
247044 Bacteria_16S 874882 874929 53 101 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

247044 Bacteria_16S 967220 967319 1 101 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

247044 Bacteria_16S 968653 968747 5 101 gi| 265678398 |ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

247044 Bacteria_16S 993318 993416 1 101 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

247044 Bacteria_16S 1090371 1090418 53 101 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

247044 Bacteria_16S 1099292 1099387 5 101 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

247044 Bacteria_16S 1106908 1106955 53 101 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

247044 Bacteria_16S 1116030 11161255 101 gi|265678298|ref|NR_028599.1| Kineosporia succinea 


strain I-273 16S 


ribosomal RNA, partial sequence 


1115364 1116839 Kineosporia succinea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
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eria; Actinobacteria; Actinobacteridae; 


testudinoris stra 
testudinoris Bact 
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Lactobacillaceae; 


illus. 
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Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Streptococcus 
1 Streptococcus 


Gulosibacter 
7 Gulosibacter 
occineae; 


Lactobacillus hamsteri 
hamsteri Bacteria; 
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247044 Bacteria_16S 1944136 1944219 17 101 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 1948769 1948805 49 85 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

247044 Bacteria_16S 2024894 2024930 1 37 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

247044 Bacteria_16S 2029430 2029466 1 37 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

247044 Bacteria_16S 2050994 2051066 1 73 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

247044 Bacteria_16S 2083183 2083266 17 101 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 2101335 2101434 1 101 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

247044 Bacteria_16S 2161795 2161890 5 101 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

247044 Bacteria_16S 2252939 2252986 53 101 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
247044 Bacteria_16S 2309273 2309320 53 101 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
247044 Bacteria_16S 2343979 2344026 53 101 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

247044 Bacteria_16S 2404675 2404758 17 101 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 2409309 2409356 53 101 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

247044 Bacteria_16S 2465503 2465586 17 101 gi|219857406|ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 2494058 2494153 5 101 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

247044 Bacteria_16S 2510788 2510835 53 101 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

247044 Bacteria_16S 2677845 2677940 5 101 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

247044 Bacteria_16S 2688344 2688439 5 101 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

247044 Bacteria_16S 2704831 2704914 17 101 gi|219857185|ref|NR_024813.1| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 2752692 2752739 53 101 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

247044 Bacteria_16S 2754188 2754235 53 101 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

247044 Bacteria_16S 2819026 2819073 53 101 gi|219856911|ref|NR_024732.1| Planomonospora 
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247044 Bacteria_16S 2820519 2820566 53 101 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

247044 Bacteria_16S 2822013 2822060 53 101 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 

247044 Bacteria_16S 2834119 28342145 101 gi|219856901|ref|NR_024722.1| Nocardia vinacea 
strain MK703-102F1 16S ribosomal RNA, partial sequence 2833466 2834941 Nocardia vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
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crococcaceae 
NR_026451.1 


occu 
ref 


Ss. 
NR_026346.1 


ineae; Streptosp' 
ref|NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref |NR_026238.1 
3398202 339968 
etales; Micrococ 


ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref |NR_026190.1 
3465830 346730 
tales; Micrococc 


ref |NR_026170.1 

3496207 349764 
teriales; Coriob 
ref|NR_026164.1 
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247044 Bacteria_16S 3745147 3745194 53 101 gi|219846404|ref|NR_025995.1 
strain 104 16S ribosomal RNA, partial sequence 3744485 37458 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
247044 Bacteria_16S 3746608 3746655 53 101 gi| 219846403 |ref|NR_025994.1 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
247044 Bacteria_16S 3823817 3823866 51 101 gi| 219846347 |ref|NR_025938.1 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 382454 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; P 
Haemophilus. 

247044 Bacteria_16S 3861482 3861565 17 101 gi|219846321|ref|NR_025911.1 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

247044 Bacteria_16S 3863080 3863127 53 101 gi|219846320|ref|NR_025910.1 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 38638 


Bacteroidetes; Bacteroidia; Bacteroidales; 
247044 Bacteria_16S 4005730 4005829 1 101 
chungwhensis strain BH030046 16S ribosomal RNA, 


Salinimonas. 

247044 Bacteria_16S 
strain NRRL B-163 
Bacteria; Actinob 
247044 Bacteria_16S 4034676 4034723 53 101 
lechevalierae strain NRRL B-16149 16S ribosomal 
lechevalierae Bac 
Glycomycetaceae; Glycomyces. 
247044 Bacteria_16S 4045153 4045252 1 101 
strain TF-22T 16S ribosomal RNA, partial sequence 
Proteobacteria; 
247044 Bacteria_16S 4058685 4058736 49 101 
alkalitolerans strain YIM 70010 16S ribosomal RNA, 


4031572 4031619 53 101 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Citricoccus. 

247044 Bacteria_16S 4075244 4075339 5 
strain AS 4.1860 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Bacteria_16S 4113074 41131695 101 


101 


permense strain VKM Ac-2280 16S ribosomal RNA, partial 
permense Bacteria; Actinobacteria; Actinobacteridae; Ac 


Brevibacterium. 
247044 Bacteria_16S 4125289 4125340 49 101 
Actinobacteridae; Actinomycetales; Micrococcineae; 
247044 Fungi_16S 668 763 5 101 
strain IFM 100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Fungi_16S 2177 2272 5 101 
strain IFM 078 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Fungi_16S 3715 3810 5 101 
strain IFM 057 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Fungi_16S 5275 5370 5 101 
strain IFM 100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Fungi_16S 6831 6926 5 101 
strain YZ-96 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Fungi_16S 8333 8428 5 101 
strain IFM 024 
Actinobacteria; Actinobacteridae; Actinomycetales; 
247044 Fungi_16S 11300 11395 65 101 
yamanashiensis 
yamanashiensis 
Nocardiaceae; 
247044 Fungi_16S 


Nocardia. 
9819 


9914 5 101 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


Actinobacteria; Actinobacteridae; Actinomycetales; 
253858 Bacteria_16S 989733 989779 23 69 
strain I-75 16S ribosomal RNA, partial sequence 


Rikenellaceae; 
partial 


chungwhensis Bacteria; Proteobacteria; Gammaproteobacte 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


35 16S ribosomal RNA, partial sequence 1 


4 16S ribosomal RNA, partial sequence 1564 


5 16S ribosomal RNA, partial sequence 3067 


84 16S ribosomal RNA, partial sequence 4616 


5 16S ribosomal RNA, partial sequence 7721 


strain IFM 0265 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacteridae; 


gi 

s 
ria; Al 
gi 
40 
ales; 
gi 
ial s 


gi 
4044490 40 


gi 
partia 
Act 


gi 


16S ribosomal RNA, partial sequence 4074613 40 


Corynebacte 

gi 
sequenc 
tinomyc 


gi 


Micrococcac 
gi 
15 
Corynebacte 
gi 
30 
Corynebacte 
gi 
45 
Corynebacte 
gi 
61 
Corynebacte 
gi 
6163 76 
Corynebacte 
gi 
91 
Corynebacte 
gi 
al sequ 
Act 


gi 
10 
Corynebacte 


gi 


Rikenel 
219846221 
equence 
teromon 


219846202 


Glyc 
219846200 
RNA, part 
teria; Actinobacteria; Actinobacteridae; 


219846190 


219846169 


219846142 


219846133 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocur 


265678352 


265678351 


265678350 


265678349 


265678348 


265678342 


219857175 


219857197 


265678384 


la. 
ref 


ref 
308 
omyc 
ref 


equence 


Actinomycet 


ref 
459 


ref 


ref 
760 
rineae; 
ref 
4 
les; 


e 
eta 


ref 


eae; 
ref 
14 
rineae; 
ref 
16 
rineae; 
ref 
65 
rineae; 
ref 
12 
rineae; 
ref 
70 
rineae; 
ref 
23 
rineae; 
ref 
enc 


inomyce 


ref 
588 
rineae; 
ref 


4005071 40064 
Alte 


56 4032350 Glyco: 


ce 4057969 40594 
inomycetales; 


ia marina Bacte 
Kocuria. 


e 10639 


NR_025811.1 
T 
adales; 


NR_025792.1 


ineae; Glyc 
NR_025790.1 

403395 
ales; 


NR_025780.1 


Alteromon 
NR_025771.1 
4 
Micro 


NR_025759.1 


Nocardiacea 
NR_025732.1 


112427 411388 


Micrococcin 


NR_025723.1 
r 


NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_024803.1 
12137 
tales; Coryn 
NR_024825.1 


Nocardiacea 


Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Haemophilus 

7 Haemophilus 

asteurellaceae; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Glycomyces algeriensis 


myces algeriensis 
fo) 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Glycomycineae; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
219846181 
1 sequen 


as. 
Citricoccus 

8 Citricoccus 

coccineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Brevibacterium 

5 Brevibacterium 

eae; Brevibacteriaceae; 


Kocuria marina strain 
ia; Actinobacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 


NR_028686.1 


Citrobacter sedlakii 


989496 991017 Citrobacter sedlakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


253858 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; 


strain Albert 199 
Proteobacteria; 


strain KCTC 3666 
Firmicutes; Bacil 


253858 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; 


jannaschii strain 
Bacteria; Proteob 


253858 Bacteria_16S 


dysgalactiae subs 


G 
253858 Bacteria_16S 


G 
253858 Bacteria_16S 


G 
253858 Bacteria_16S 


991304 991350 23 
6S ribosomal RNA, partial sequence 991068 99256 
ammaproteobacteria; Enterobacteriales; 
1666786 1666832 23 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2449936 2449978 23 
16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyella. 
2636637 2636683 23 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
812268 812308 23 
ALM2 16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Chromatiales; 
1322619 1322667 15 
p- dysgalactiae strain ATCC 43078 16S 


69 


69 


65 


69 


63 


63 


gi| 265678383 


219878430 
16665 


gi 
gi] 219857419 


219857233 
26364 


gi 


265678504 
81203 


gi 


228715345 
ribosomal 


gi 


Enterobacteriaceae; 


Enterobacteriaceae; 


Enterobacteriaceae; 


Ectothiorhodospiraceae; 


ref|NR_028685.1| Citrobacter rodentium 
3 Citrobacter rodentium Bacteria; 
Citrobacter. 

ref|NR_025569.1| Escherichia albertii 
70 1668063 Escherichia albertii Bacteria; 
Escherichia. 

ref|NR_025007.1| Laceyella putida 

92 Laceyella putida Bacteria; 


ref|NR_024861.1| Citrobacter farmeri 

13 2637923 Citrobacter farmeri Bacteria; 
Citrobacter. 

ref|NR_028807.1| Thioalkalivibrio 

5 813508 Thioalkalivibrio jannaschii 
Thioalkalivibrio. 
Streptococcus 

1322385 1323890 


ref 
RNA, 


NR_027517.1 
partial sequence 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


253858 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


253858 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


253858 Bacteria_16S 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


253858 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


253858 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatiales; 
2567517 2567557 23 
bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
253858 Bacteria_16S 


Bacteria; Proteob 


253858 Bacteria_16S 


strain AN1 16S ri 


parasanguinis str 
parasanguinis ATC 


253858 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


253858 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


253858 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


strain 653 16S ri 
Firmicutes; Clost 


253858 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


253858 Bacteria_16S 


intestinale strai 
intestinale Bacte 


253858 Bacteria_16S 


proteolyticum str 
Bacteria; 


chartatabidum str 


chartatabidum Bacteria; 
253858 Bacteria_16S 


beijerinckii stra 


beijerinckii Bacteria; 


Firmicutes; 
253858 Bacteria_16S 


bacillales; 


acteria; 


a; 


bacillales; 


25983 


ridia; 


lales; 


ria; 


253858 Bacteria_16S 


2427188 2427228 23 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aeromonadacea 
2469637 2469677 23 


2663755 2663803 15 
ain ATCC 15912 16S ribosomal RNA, partial sequen 
C 15912 Bacteria; 
2665317 2665365 15 
ATCC 10556 16S ribosomal RNA, partial 
Firmicutes; 

2924326 2924374 15 
ribosomal RNA, partial sequence 
Streptococcaceae; 
4056638 4056678 23 
TF-17 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; 
253858 Bacteria_16S 


Bacillaceae; 
161088 161130 23 
n Catt39 16S ribosomal RNA, partial sequence 
Firmicutes; 
180806 180848 23 
ain CG 16S ribosomal RNA, partial sequence 18057 
Clostridia; 
197616 197658 23 
ain 163 16S ribosomal RNA, partial sequence 

Firmicutes; 
210142 210184 23 
in McCoyA 67 16S ribosomal RNA, partial sequence 
Firmicutes; 
219423 219465 23 


Streptococcus. 

1828023 1828063 23 
C116-18 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 
2258579 2258627 15 
16S ribosomal RNA, partial sequence 
Streptococcaceae; 
2286191 2286231 23 
train ARh 2 16S ribosomal RNA, partial 
Proteobacteria; 


63 


63 


s 
63 


63 


63 


63 


63 
Firmicutes; L 
63 


Lactobacillales; 
63 


s 
63 


26025 23 65 


bosomal RNA, partial sequence 

Clostridiales; 
100090 100132 23 
ibosomal RNA, 


Clostridi 
65 
complete sequence 
Halobacillu 
65 


cl 
65 


Clostridia; 


Clostridiales; 
65 


Clostridia; 
65 
Clostridia; C 
65 


Gammaproteobacteria; 


gi| 219878317 


219857560 
22583 
treptococcus. 

gi| 219857541 
sequence 


gi 


gi|219857439 
2427049 24283 


219857403 
24694 
Ecto 
gi|219857289 
2567339 25687 


gi 


gi| 219857214 
actobacillales; § 
gi| 219857213 
sequence 
Streptococcaceae 
gi| 219856840 
2924131 29254 
treptococcus. 
gi| 219846182 
40564 


gi| 265679046 

25762 27159 
aceae; Clostridiu 

gi| 265678996 

99832 10139 
Ss. 

gi| 265678955 
ostridiales; Clos 

gi| 265678942 


Clostridiaceae; 
gi| 265678931 


Clostridiales; Cl 
gi| 265678922 


lostridiales; Clo 
gi| 265678916 


Rhodobacterales; 


Chromatiales; 


Alteromonadaceae; 


ref|NR_025456.1| Oceanicaulis 
1827843 1829266 Oceanicaulis 
Hyphomonadaceae; Oceanicaulis. 


ref|NR_025148.1| Streptococcus iniae 
45 2259880 Streptococcus iniae Bacteria; 
ref|NR_025129.1| Thioalkalivibrio 


2285990 2287383 Thioalkalivibrio 
Ectothiorhodospiraceae; 


ref|NR_025027.1| Oceanimonas baumannii 
44 Oceanimonas baumannii Bacteria; 

e; Oceanimonas. 
ref|NR_024991.1| Thioalkalivibrio 

12 2470870 Thioalkalivibrio nitratis 
thiorhodospiraceae; Thioalkalivibrio. 


ref|NR_024920.1| Nitrobacter alkalicus 
17 Nitrobacter alkalicus Bacteria; 

ae; Nitrobacter. 

ref|NR_024842.1] Streptococcus 

ce 2663526 2665038 Streptococcus 
treptococcaceae; Streptococcus. 
ref|NR_024841.1| Streptococcus 


2665089 266654 
; Streptococcus. 
ref|NR_024659.1 
69 Streptococcus 


8 Streptococcus 


Streptococcus peroris 
peroris Bacteria; 


ref|NR_025772.1| Microbulbifer 
29 4057918 Microbulbifer maritimus 
Microbulbifer. 


ref|NR_029354.1| Clostridium roseum 
Clostridium roseum Bacteria; 
m. 
ref|NR_029304.1| Halobacillus litoralis 
0 Halobacillus litoralis Bacteria; 
ref |NR_029263.1| Clostridium 
160899 162283 Clostridium 
tridiaceae; Clostridium. 


kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


ref|NR_029250.1| Clostridium 

4 182073 Clostridium proteolyticum 

Clostridium. 

ref |NR_029239.1| Clostridium 
197405 198934 Clostridium 

ostridiaceae; Clostridium. 

ref |NR_029230.1| Clostridium 
209908 211410 Clostridium 

stridiaceae; Clostridium. 

ref |NR_029224.1| Geobacillus 


ND 


19184 220608 Geobacillus 


253858 Bacteria_1 
xylanilyticus str 
xylanilyticus Bac 
253858 Bacteria_1 


favisporus strain 
Bacteria; Firmicu 


253858 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


253858 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


253858 Bacteria_16S 


contaminans strai 


contaminans Bacte 
253858 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


253858 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


253858 Bacteria_16S 
strain 3WC2 16S r 


6S 375348 375390 23 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; 
6S 432443 432485 23 65 


65 gi 


gi 


Paeniba 


265678804 
sequence 
cillaceae; 

265678766 


ref|NR_029109.1| Paenibacillus 
375101 376646 Paenibacillus 

Paenibacillus. 

ref|NR_029071.1| Paenibacillus 


tes; Bacillales; 


S ribosomal RNA, 


452466 452508 23 


GMP01 16S ribosomal RNA, partial sequ 
Pae 
gi 
452220 45376 


Paenibacillaceae; 
65 
complete sequence 


ence 43219 
nibacillus. 
265678752 


6 433742 Paenib 


ref 
8 Macrococcus lamae Bacteria; 


NR_029057.1 


acillus favisporus 


Macrococcus lamae 


lales; Macrococcus. 
454064 454106 23 
S ribosomal RNA, 


65 
complete sequence 


gi 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
585088 585130 23 65 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
589576 589618 23 65 
ibosomal RNA, partial sequence 


gi 


265678751 


453819 45536 


531745 53318 


265678662 
58488 


265678659 


589361 59079 


ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 


lales; Macrococcus. 
525847 525889 23 65 gi|265678701|ref|NR_029006.1| Anoxybacillus 
n R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
531903 531945 23 65 gi| 265678697 |ref|NR_029002.1| Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


ref |NR_028967.1 
8 586308 Bacill 


Bacillus barbaricus 
us barbaricus Bacteria; 


ref|NR_028964.1| Clostridium colicanis 
5 Clostridium colicanis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 606158 606200 23 65 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

253858 Bacteria_16S 839688 839730 23 65 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

253858 Bacteria_16S 957496 957538 23 65 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

253858 Bacteria_16S 1080702 1080744 23 65 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
strain NAF0O01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 1086774 1086816 23 65 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 1296616 1296658 23 65 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 1356211 1356253 23 65 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 1419341 1419383 23 65 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 1433276 1433318 23 65 gi|224581433|ref|NR_027215.1]| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

253858 Bacteria_16S 1434804 1434846 23 65 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

253858 Bacteria_16S 1554344 1554386 23 65 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

253858 Bacteria_16S 1561763 1561805 23 65 gi| 219846143 |ref|NR_025733.1]| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

253858 Bacteria_16S 1636234 1636276 23 65 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 1684968 1685010 23 65 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 1701949 1701991 23 65 gi| 219878406 |ref|NR_025545.1]| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 


Bacteria; Firmicu 


253858 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


Halobaci 
gi 


tes; Bacillales; Bacillaceae; 
1706471 1706513 23 65 
bosomal RNA, partial sequence 


ridia; Clostridiales; 


Clostridiaceae; 


11 
219878403 


us. 


Clostridiu 


ref|NR_025542.1| Clostridium diolis 
1706248 1707730 Clostridium diolis Bacteria; 
m. 


253858 Bacteria_ 
strain LMG 18422 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 1777781 1777823 23 65 gi|219878351|ref|NR_025490.1 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 177905 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

253858 Bacteria_16S 1823548 1823590 23 65 gi|219878320|ref|NR_025459.1 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

253858 Bacteria_16S 1870677 1870719 23 65 gi| 219878287 |ref|NR_025426.1 


strain 3S-1 16S r 
Bacil 


Firmicutes; 
253858 Bacteria_ 
strain DSM 11713 
Firmicutes; 


253858 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
253858 Bacteria_16S 
azoreducens strai 


Bacteria; 


strain LMG 18419 
Firmicutes; 


strain LMG 17489 


Bacil 


Firmicu 
253858 Bacteria_16S 


Bacil 
253858 Bacteria_16S 
16S ribosomal RNA, partial sequence 1945009 19464 


16S 1752125 1752167 23 65 gi 


ibosomal RNA, partial sequence 


219878372 
16S ribosomal RNA, partial sequence 1751903 17534 


1870444 18719 


lales; Bacillaceae; Geobacillus. 

16S 1890736 1890778 23 65 gi|219878270|ref|NR_025409.1 
16S ribosomal RNA, partial sequence 1890504 18919 

lales; Bacillaceae; Bacillus. 

1892257 1892299 23 65 gi| 219878269 |ref|NR_025408.1 
train DSM 11706 16S ribosomal RNA, partial sequence 189204 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1914594 1914636 23 65 gi| 219878252 |ref|NR_025391.1 
n CM1 16S ribosomal RNA, partial sequence 1914361 1915860 Paenib 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

1942068 1942110 23 65 gi| 219878233 |ref|NR_025372.1 
16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus 
lales; Paenibacillaceae; Paenibacillus. 

1945232 1945274 23 65 gi|219878231|ref|NR_025370.1 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 1973874 1973916 23 65 gi| 219878212 
strain 581 16S ribosomal RNA, partial sequence 1973642 19751 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

253858 Bacteria_16S 2031881 2031923 23 65 gi|219878174 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 20316 


Bacteria; 


strain TF-12 16S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 2155303 2155345 23 65 gi|219857631 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacte 
Rubrobacteraceae; Rubrobacter. 

253858 Bacteria_16S 2284751 2284793 23 65 gi| 219857542 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 22845 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 2311824 2311866 23 65 gi|219857521 
subterraneus strain 34 16S ribosomal RNA, partial sequence 23115 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
253858 Bacteria_16S 2345024 2345066 23 65 gi| 219857497 
granivorans strain A30 16S ribosomal RNA, partial sequence 23447 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
253858 Bacteria_16S 2453008 2453050 23 65 gi| 219857417 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomyceta 
253858 Bacteria_16S 2568999 2569041 23 65 gi| 219857288 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Cl 
253858 Bacteria_16S 2696721 2696763 23 65 gi| 219857190 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ano 
253858 Bacteria_16S 2698275 2698317 23 65 gi| 219857189 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacil 
Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 2817028 2817070 23 65 gi| 219856912 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotric 
Coprobacillus. 

253858 Bacteria_16S 2869134 2869176 23 65 gi| 219856878 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial seq 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; 
253858 Bacteria_16S 2872292 2872334 23 65 gi|219856876 


Firmicu 
253858 Bacteria_16S 


tes; Bacillales; Alicyclobacillaceae; 
2123667 2123709 23 65 gi 
ribosomal RNA, partial sequence 


Al 
219857652 
2123444 21249 


icycloba 


ref|NR_025511.1 


ref|NR_025351.1 


ref |NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025241.1 


ref|NR_025220.1 

2155131 215660 
rales; Rubrobact 
ref |NR_025130.1 
30 2285939 Bacill 
ref|NR_025109.1 
80 2313074 Geobac 
ref|NR_025085.1 
86 2346268 Paenib 
ref|NR_025005.1 
2452794 245426 
ceae; Thermoflav 
ref|NR_024919.1 
2568768 257024 
ostridiaceae; Cl 
ref|NR_024818.1 

2696496 269800 
xybacillus. 
ref |NR_024817.1 
lus asahii Bacte 


ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


ref 

uenc 
Bac 

ref 


NR_024697.1 
e 286889 
illus; Bacil 


Paenibacillus 
6 Paenibacillus 


cillus trueperi 


Bacillus 
0 1893527 Bacillus 


Paenibacillus 
acillus azoreducens 
cookii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Alicyclobacillus 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Rubrobacter 
6 Rubrobacter 
erineae; 


Geobacillus 
illus subterraneus 


Paenibacillus 
acillus granivorans 


imicrobium. 
Clostridium 

8 Clostridium 

ostridium. 
Anoxybacillus 

1 Anoxybacillus 


ria; Firmicutes; 
Coprobacillus 
3 Coprobacillus 
trichaceae; 


Bacillus 

6 2870426 Bacillus 
lus cereus group. 
Bacillus niacini 


NR_024695.1 


strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Halobacillus trueperi 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


Paenibacillus cookii 


Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


lobacillus hesperidum 


Bacillus sonorensis 
us sonorensis Bacteria; 


Thermoflavimicrobium 
8 Thermoflavimicrobium 


Bacillus asahii strain 


253858 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


253858 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


253858 Bacteria_16S 
6S ribosomal RNA, partial sequence 2999867 30013 


strain DSM 3670 1 
Firmicutes; Bacil 


253858 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


253858 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


253858 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


253858 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


253858 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


253858 Bacteria_16S 
16S ribosomal RNA, partial sequence 3361953 33634 


strain DSM 20748 
Firmicutes; Bacil 


253858 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


253858 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


253858 Bacteria_16S 


homopropionicum s 
homopropionicum B 


253858 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


253858 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


2880168 2880210 23 65 
S ribosomal RNA, partial sequence 


gi 


ridiales; Clostridiaceae; Sarcina. 
3532719 3532761 23 65 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


gi 


Sa 


253858 Bacteria_16S 


3540505 3540547 23 65 gi 


219856871 
2879945 28814 


219846554 
3532506 35339 


rcina. 


219846549 


strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 35417 


Firmicutes; Bacil 


253858 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


253858 Bacteria_16S 


strain BL 70/20 1 


lales; Bacillaceae; Bacillus. 

3583114 3583156 23 65 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3592403 3592445 23 65 gi 


eq 
ri 


219846520 


uence 
diales; 


219846513 


6S ribosomal RNA, partial sequence 3592199 35936 


ref|NR_024690.1| Bacillus carboniphilus 
48 Bacillus carboniphilus Bacteria; 


lales; Bacillaceae; Bacillus. 
2998522 2998564 23 65 gi|219846924|ref|NR_026516.1| Anoxybacillus 
in DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
3000095 3000137 23 65 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


lales; Bacillaceae; Geobacillus. 
3030304 3030346 23 65 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
bosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
3034916 3034958 23 65 gi|219846899|ref|NR_026491.1| Clostridium disporicum 
bosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

3036439 3036481 23 65 gi|219846898|ref|NR_026490.1| Clostridium 
in DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3248201 3248243 23 65 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
bosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3264646 3264688 23 65 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
osomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3362181 3362223 23 65 gi|219846675|ref|NR_026267.1| Salimicrobium album 


41 Salimicrobium album Bacteria; 


lales; Bacillaceae; Salimicrobium. 

3500872 3500914 23 65 gi|219846575|ref|NR_026167.1| Clostridium celatum 
6S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3528246 3528288 23 65 gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
6S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3529744 3529786 23 65 gi|219846556|ref|NR_026148.1| Clostridium 
train DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3531272 3531314 23 65 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
omal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 


ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


Clostridium 
5 Clostridium 
Clostridiac Clostridium. 
ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 3710660 3710702 23 65 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 3719630 3719672 23 65 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 3722710 3722752 23 65 gi|219846419|ref|NR_026010.1] Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 3904080 3904122 23 65 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

253858 Bacteria_16S 3959516 3959558 23 65 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 


IAM 12464 16S rib 
Bacillales; Bacil 


253858 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


253858 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


osomal RNA, partial sequence 
laceae; Bacillus. 

3993333 3993375 23 65 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


gi 


3959295 39607 


219846229 
3993148 39945 


4105010 4105052 23 65 
S ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 


gi 


Paenibacillus. 


219846149 
4104804 4106311 Paenibacillus lactis Bacteria; 


77 Bacillus firmus Bacteria; Firmicutes; 


ref|NR_025819.1| Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 


ref|NR_025739.1| Paenibacillus lactis 


253858 Bacteria_16S 


campisalis strain 
Bacteria; 


strain MSS-155 16 
Firmicutes; Bacil 


253858 Bacteria_16S 
strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


253858 Bacteria_16S 
strain N-3 16S ribosomal RNA, 


Firmicutes; Bacil 


253858 Bacteria_16S 


Firmicutes; 


Firmicutes; 
253858 Bacteria_16S 


Clostridia; 


4130810 4130852 23 65 gi 
Bacillales; Planococcaceae; 
4132383 4132425 23 65 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 


4196852 4196894 23 65 


gi 


gi 


lales; Bacillaceae; Anoxybacillus. 


219846126 
SF-57 16S ribosomal RNA, partial sequence 41305 
Marinibacillus. 
219846125 
4132144 41336 


219846077 
4196627 41980 


ref |NR_025716.1 


ref 


NR_025715.1 


ref |NR_025667.1 
08 Anoxybacillus 


4211887 4211929 23 65 gi| 219846067 |ref|NR_025657.1 
complete sequence 4211641 42131 
lales; Bacillaceae; Geobacillus. 
150316 150357 23 64 gi| 265678962 |ref|NR_029270.1 
strain W6 16S ribosomal RNA, partial sequence 150066 15156 
Clostridiales; Clostridiaceae; Clostridium. 
257462 257503 23 64 gi|265678890|ref|NR_029198.1 


253858 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; 


azorensis strain 
Bacteria; 


9187 strain TA 4r 
Bacteria; 


253858 Bacteria_16S 


strain IBS S6874 
Proteobacteria; 


253858 Bacteria_16S 
strain HS-5 16S ribosomal RNA, partial sequence 


Actinobacteria; 


253858 Bacteria_16S 
in JW/MS-VS5 16S ribosomal RNA, partial 
Clostridiales; 
219857372 


viterbiensis stra 
viterbiensis Bact 


253858 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


253858 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


253858 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


253858 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


253858 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


253858 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


253858 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


253858 Bacteria_16S 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; 
253858 Bacteria_16S 


strain M6 16S rib 


Proteobacteria; Alphaproteobacteria; 
253858 Bacteria_16S 


strain V2 16S rib 


Proteobacteria; Alphaproteobacteria; 
253858 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


253858 Bacteria_16S 


strain 1H 9 16S 


Clostridia; 
253858 Bacteria_16S 


Firmicutes; 
253858 Bacteria_16S 


6S ribosomal RNA, 

Thermoanaerobacterales; Thermoa 
653362 653403 23 64 gi 
MV1087 16S ribosomal RNA, partial sequ 
Clostridia; Clostridiales; Clostr 
1495429 1495474 18 63 gi 
16S ribosomal RNA, complete sequence 
1645402 1645447 18 


63 gi 


1704950 1704991 23 64 gi 


Rubrobacteridae; Thermoleophilales; The 


2405746 2405787 23 64 gi 


eria; Firmicutes; Clostridia; 
2507244 2507285 23 64 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2859853 2859893 23 63 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
3499401 3499442 23 64 gi 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; 


3546726 3546767 23 64 
cteroidia; Bacteroidales; 
3879438 3879479 23 

S ribosomal RNA, 
ridia; Clostridiales; Clostridiaceae; 

4071786 4071827 22 63 gi 
rain BOR-Y 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 


Porphyromona 
64 gi 


4207309 4207350 23 64 gi 
strain 41 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
ella. 

4784 4824 23 63 
bosomal RNA, partial sequence 
Rhizobiales; 
23 63 
sequence 
Rhizobiales; 
23 63 
sequence 
Rhizobiales; Barto 
47051 47091 23 63 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
214775 214815 23 63 gi 
ribosomal RNA, partial sequence 


gi 


Barto 
6246 6286 gi 
osomal RNA, partial 
Barto 
7703 7743 gi 
osomal RNA, partial 


complete sequence 257219 25873 
naerobacteraceae; 
265678614 
ence 65316 
idiaceae; 

219846691 


Proteobacteria; Gammaproteobacteria; Aeromonadales; 


ce 


7488 
nellaceae; 
265679032 


nce 


219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
Gammaproteobacteria; Aeromonadales; Aer 


idiaceae; 
219856884 
artial sequence 
obacteria; 
219846576 
16S ribosomal RNA, partial sequence 3499171 35006 
cterium. 

219846545 
6S ribosomal RNA, partial sequence 3546505 35479 
daceae; 
219846309 
complete sequence 3879197 38807 
Caloramator. 
219846171 
sequence 
idiales; 


219846070 
sequence 
stridiales; 


265679060 
4584 
nellaceae; 
265679059 
6033 
nellaceae; 
265679058 


irillales; 
265678919 
214535 216002 Halomonas elongata Bacteria; 


Moorella 


ref |NR_028919.1 


ref|NR_026283.1 
14952 
Aeromonadaceae; 


ref|NR_025585.1 


Aeromonas. 


ref |NR_025543.1 


ref|NR_025044.1 

2405537 240701 
Clostridiaceae; Cal 
ref |NR_024960.1 
25070 
ref |NR_024703.1 
285967 
Rhizobiales; 
ref|NR_026168.1 
73 Cetobacterium 


ref|NR_026137.1 
87 Porphyromonas 
Porphyromonas. 
ref|NR_025899.1 


ref|NR_025761.1 
4071551 407304 


ref|NR_025660.1 
4207086 420854 
Clostridiales 
ref |NR_029368.1 
5982 
Bartonella. 
ref |NR_029367.1 
7437 
Bartonella. 
ref |NR_029366.1 
8910 
Bartonella. 
ref |NR_029340.1 

48321 Alcani 
Alcanivoracacea 
ref |NR_029227.1 


46828 


Clostridiales Family XI. 


Marinibacillus 


88 4132093 Marinibacillus campisalis 


Halobacillus locisalis 


65 Halobacillus locisalis Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Caloranaerobacter 


3 654605 Caloranaerobacter azorensis 
Caloranaerobacter. 


Tolumonas auensis DSM 


67 1496682 Tolumonas auensis DSM 9187 
Tolumonas. 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 
omonadaceae; 
219878404 
1704738 17061 
rmoleophilaceae; 
219857456 
sequence 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
Thermoleophilum. 


Caloramator 
6 Caloramator 
oramator. 
Thermohalobacter 


00 2508520 Thermohalobacter berrensis 
Thermohalobacter. 


Pseudomonas 
1 2861120 Pseudomonas 


Bradyrhizobiaceae. 


Cetobacterium ceti 
ceti Bacteria; 


Porphyromonas cansulci 
cansulci Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Alcanivorax 

vorax borkumensis 
e; Alcanivorax. 
Halomonas elongata 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


253858 Bacteria_16S 
F186 16S ribosoma 
Alphaproteobacter 
253858 Bacteria_16S 
strain EUH N 1304 
Bacteroidetes; Ba 
253858 Bacteria_16S 
strain LCl 16S ri 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
253858 Bacteria_16S 496827 496875 15 63 gi|265678720|ref|NR_029025.1 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus 
253858 Bacteria_16S 657882 657922 23 63 gi|265678610|ref|NR_028915.1 
strain L1-92 16S ribosomal RNA, partial sequence 657665 65912 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

253858 Bacteria_16S 827467 827507 23 63 gi|265678494|ref|NR_028797.1 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Seleno: 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

253858 Bacteria_16S 836648 836684 26 62 gi| 265678488 |ref|NR_028791.1 
strain S1 16S ribosomal RNA, partial sequence 836449 83791 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
253858 Bacteria_16S 1021775 1021823 15 63 gi|265678363|ref|NR_028665.1 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 102306 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcu 
253858 Bacteria_16S 1023346 1023394 15 63 gi|265678362|ref|NR_028664.1 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

253858 Bacteria_16S 1117086 1117134 15 63 gi| 265678297 |ref|NR_028598.1 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

253858 Bacteria_16S 1147329 1147365 26 62 gi|253680758|ref|NR_028006.1 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
253858 Bacteria_16S 1176154 1176194 23 63 gi|228718376|ref|NR_027573.1 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 11773 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
253858 Bacteria_16S 1212411 1212451 23 63 gi|224581437|ref|NR_027219.1 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 12136 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
253858 Bacteria_16S 1224384 1224432 15 63 gi|219878314|ref|NR_025453.1 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 122567 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcu 
253858 Bacteria_16S 1227441 1227481 23 63 gi|219878281|ref|NR_025420.1 


strain R-4079 16S 
Proteobacteria; G 
253858 Bacteria_16S 
thermoviolaceus s 
1308545 St 
Actinobacteridae; 
253858 Bacteria_16S 
hamburgensis stra 
Bacteria; Proteob 
253858 Bacteria_16S 
bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 
253858 Bacteria_16S 


1 RNA, 


254455 254495 23 
partial sequence 


324118 324158 23 


bosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


1389370 1389410 23 
Proteobacteria; 


1410231 1410279 15 


63 gi 


254252 255652 Afipi 
ia; Rhizobiales; Bradyrhizobiaceae; Af 


63 gi 


acteria; Alphaproteobacteria; Rhizobia 


63 gi 


ain HD 100 16S ribosomal RNA, partial 


00 Bacteria; Deltaprot 


63 gi 


pseudopneumoniae 
pseudopneumoniae 


253858 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


253858 Bacteria_16S 


strain CM243 16S 


strain 108 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Lactobacillales; 
1454647 1454687 23 63 gi 
n MBIC1298 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
1615003 1615043 23 63 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


253858 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


253858 Bacteria_16S 


strain KMM 241 16 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
253858 Bacteria_16S 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 


1637725 1637767 23 
omal RNA, partial sequence 
laceae; Bacillus. 

1700371 1700411 23 63 

S ribosomal RNA, partial sequence 


65 gi 


gi 
1767285 1767325 23 


63 gi 


265678892 


ipia. 
265678844 


418286 41972 


1227244 12287 


les; 
228716586 
sequence 


224581432 
sequence 

Streptoco 
224581417 
sequence 

ia; Aeromo 
219878466 


1614821 16162 


aulobacter 
219878451 


1637503 1638932 Bacil 


219878407 


1700153 17016 
eromonad 


219878359 


Brady 


eobacteria 


ref 


ref 


rhiz 
ref 


; Bd 
ref 


ccac 
ref 


nada 
ref 


acea 
ref 
lus 


ref 


acea 
ref 


a br 


1389197 13904 


1410019 14114 


1454432 14559 


NR_029200.1 


NR_029149.1 


-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevot 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
418492 418532 23 63 gi|265678775|ref|NR_029080.1 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 

1307277 1307313 26 62 gi|228721493|ref|NR_027616.1 
ubsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partia 
reptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Acti 
Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyc 

1365066 1365106 23 63 gi|228719040|ref|NR_027578.1 
in X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrob 


obiaceae; Ni 
NR_027553.1 
9 
ellovibriona 
NR_027214.1 
8 
eae; Strepto 
NR_027198.1 
1 
les; Aeromon 
NR_025605.1 


e; Woodshole 
NR_025590.1 
vireti Bacte 


NR_025546.1 


e; Glaciecol 


oomeae Bacte 


Afipia broomeae strain 
ria; Proteobacteria; 


Prevotella disiens 
ella disiens Bacteria; 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 


Streptococcus 
Streptococcus 


Anaerostipes caccae 


0 Anaerostipes caccae Bacteria; 


Selenomonas infelix 
monas infelix Bacteria; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Streptococcus 
0 Streptococcus 


Ss. 


Streptococcus mitis 
mitis Bacteria; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Nocardia ignorata 

ia ignorata Bacteria; 

e; Nocardia. 
Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Ss. 


Streptococcus 
1 Streptococcus 
Ss. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Streptomyces 
1 sequence 
nobacteria; 
es. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 

Bdellovibrio 

0 Bdellovibrio 

les; Bdellovibrionaceae; 


1307063 


Streptococcus 

6 Streptococcus 
coccus. 

Oceanimonas 

5 Oceanimonas 
adaceae; Oceanimonas. 
Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Bacillus vireti strain 
ria; Firmicutes; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 


NR_025498.1 


Sedimentibacter 


1767074 1768507 Sedimentibacter saalensis 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Sedimentibacter. 
253858 Bacteria_16S 


1774713 1774749 26 


62 


gi 


longisporus strain ISP 5166 16S ribosomal RNA, partial 


longisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
253858 Bacteria_16S 
strain : 


253858 Bacteria_16S 
strain LMG 21857 


253858 Bacteria_16S 
strain LMG 18435 
Firmicutes; 
253858 Bacteria_16S 
strain CCUG 35957 


253858 Bacteria_16S 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
253858 Bacteria_16S 


Bacillales; 


1783801 1783841 23 


1869117 1869157 23 


1940522 1940564 23 


Bacillaceae; 


2034973 2035009 26 


2053665 2053701 26 


2056645 2056681 26 


63 


63 


65 


62 


62 


62 


gi 


LMG 20969 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


gi 


219878353 
sequence 


219878347 


219878288 


16S ribosomal RNA, partial sequence 1868909 18703 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 


219878234 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


219878171 


219878155 


219878153 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 


somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
253858 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
253858 Bacteria_16S 


2058184 2058220 26 


2067267 2067307 23 


62 


63 


strain 58Eu 16S ribosomal RNA, partial sequence 


253858 Bacteria_16S 


strain IBS 506 16S ribosomal RNA, partial sequence 


2074947 2074987 23 


63 


gi 


gi 


2067059 20 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


gi 


2074760 20 


219878152 


strain B19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


219878145 


219878139 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


253858 Bacteria_16S 


Soel 16S ribosomal RNA, partial sequence 
Xanthomonadales; 


Gammaproteobacteria; 
253858 Bacteria_16S 


strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


253858 Bacteria_16S 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequen 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actin 
Streptomyces. 


Streptomycetaceae; 
253858 Bacteria_16S 


venustensis strain ISO4 16S ribosomal RNA, partial sequence 22630 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Bacteria; 
253858 Bacteria_16S 


34632 16S ribosomal RNA, partial sequence 


2088725 2088765 23 


2167513 2167549 26 


2260165 2260201 26 


2263284 2263324 23 


2301115 2301155 23 


63 


2088549 2089942 Nevskia r 
Sinobacteraceae; 


62 


62 


63 


63 


2300928 2302353 Afipia bi 


gi 


gi 


2167280 21687 
Streptomycineae; S 


gi 


gi 


gi 


219878130 
Nevskia. 


219857623 


219857559 


219857557 


219857529 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


253858 Bacteria_16S 


strain IBS 325 16S ribosomal RNA, partial sequence 


2395112 2395152 23 


63 


gi 


2394935 23963 


219857463 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


253858 Bacteria_16S 
strain T1-xX7 16S 


253858 Bacteria_16S 


2492136 2492172 26 


2662344 2662384 23 


62 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


63 


strain IM1 16S ribosomal RNA, partial sequence 


253858 Bacteria_16S 


2682035 2682075 23 


63 


gi 


2491905 24933 


gi 


2662145 26634 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; M 


gi 


straminisolvens strain CSK1 16S ribosomal RNA, partial 


straminisolvens Bacteria; 


253858 Bacteria_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardia. 
2898251 2898287 26 


Nocardiaceae; 
253858 Bacteria_16S 


glycogenica strain Lg2 16S ribosomal RNA, partial sequence 


Firmicutes; 
2719381 2719417 26 


Clostridia; 


62 


62 


219857388 


219857215 


219857201 
sequence 


Clostridiales; 


gi 


gi 


219857175 


219856857 


Actinomyc 


17835 
Halomonad 


eromonad 


20347 


sequenc 


Act 


685 


762 


sequenc 
Actinomyce 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Bar 


ref 


ref 


ref 


ref 


Alc 


ref 


ref 


Bar 
ref 


In 


ref 


ref 


Clos 
ref 


ref 


etales; 


aceae; 


aceae; 


53 2036233 Rothi 
Micrococcaceae; 


e 2053442 205491 


Actinomycetales; 


2056438 205792 
Actinomycetal 


2057971 205946 
inomycetales; Streptomycineae; 


69 Streptomyces 


ce 2259931 226145 


50 2264581 Alcani 


49 Tetrasphaera 


2681812 268325 


e 2719156 272065 


NR_025492.1 


NR_025486.1 


NR_025427.1 


NR_025373.1 


NR_025310.1 


NR_025294.1 


NR_025292.1 
es; 


NR_025291.1 


NR_025284.1 


NR_025278.1 
tonella. 
NR_025269.1 
amosa Bacter 


NR_025212.1 


treptomyceta 
NR_025147.1 


omycetales; 
NR_025145.1 
anivoracacea 
NR_025117.1 
rgiae Bacter 


NR_025051.1 


tonella. 
NR_024976.1 


trasporangia 
NR_024843.1 


ethylopila. 
NR_024829.1 


tridiaceae; 
NR_024803.1 


tales; Coryn 


NR_024676.1 


Incertae Sedis; 


Streptomyces 


1774532 1775979 Streptomyces 
Streptomycineae; 


Halomonas muralis 


87 1785079 Halomonas muralis Bacteria; 
Halomonas. 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
Glaciecola. 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Rothia nasimurium 


a nasimurium Bacteria; 


Rothia. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Thauera terpenica 


42 Thauera terpenica Bacteria; 
; Thauera. 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

2 Streptomyces 
Streptomycineae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 

Afipia birgiae strain 
ia; Proteobacteria; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Clostridium 
8 Clostridium 
Clostridium. 
Nocardia 
4 Nocardia 
ebacterineae; 


Micropruina 


2898036 2899473 Micropruina glycogenica 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Micropruina. 


253858 Bacteria_ 


16S 2934742 2934782 23 63 gi 


219856833 


ref |NR_024652.1 


Oceanospirillum 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
253858 Bacteria_16S 2961901 2961949 15 63 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

253858 Bacteria_16S 2963450 2963498 15 63 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

253858 Bacteria_16S 2980254 2980290 26 62 gi|219846936|ref|NR_026528.1| Streptomyces 


thermovulgaris st 


253858 Bacteria_ 
strain 743A 16S r 
Firmicutes; Clost 


253858 Bacteria_16S 


thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae; 


253858 Bacteria_16S 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonad 
253858 Bacteria_16S 


strain IC079 16S 
Proteobacteria; 


Streptomyces. 


rain R10 16S ribosomal RNA, partial sequ 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; 


ence 2980041 29815 
; Actinomycetales; 


2 


3836788 3836828 23 63 


strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain F9251 16S 


253858 Bacteria_16S 3923770 3923806 26 62 gi|219846278|ref|NR_025868.1 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 392352 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

253858 Bacteria_16S 3925351 3925387 26 62 gi| 219846277 |ref|NR_025867.1 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 392511 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 

Streptomycetaceae; Streptomyces. 

253858 Bacteria_16S 3928512 3928548 26 62 gi|219846275|ref|NR_025865.1 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces 


Actinobacteria; Actinobacteridae; Actinomycetales; 
253858 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; 


Bacteria; 


1721-77 16S ribos 


Gammaproteobacter 
253858 Bacteria_16S 
strain Fowl 16S r 


Proteobacteria; 


Proteobacteria; 


strain OY 0-002 1 
Proteobacteria; 


leiognathi strain 
Bacteria; Proteob 


253858 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; 


strain 40 16S rib 
Proteobacteria; 


strain TF-27 16S 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Gammaproteobacteria; Oceanospirillales; 
253858 Bacteria_16S 


3893413 3893453 23 63 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


3660516 36619 


gi|219846337 
3836584 38380 
Halomonad 
gi|219846299 
3893217 38946 
llaceae; 


16S 3595472 3595512 23 63 gi|219846511|ref|NR_026103.1 
ibosomal RNA, partial sequence 3595254 35967 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3639318 3639354 26 62 gi| 219846479 |ref|NR_026071.1 
rans strain AT52 16S ribosomal RNA, partial sequence 363910 
rans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 

Streptomyces. 
3660744 3660784 23 63 gi|219846464|ref|NR_026056.1 


aceae; Glaciecol 
ref|NR_025927.1 


aceae; Halomonas 
ref|NR_025889.1 


Bartonella. 


Gammaproteobacteria; Vibrionales; Vibri 
253858 Bacteria_16S 
antarctica strain 
Proteob 
Pseudoalteromonas. 
253858 Bacteria_16S 


Gammaproteobacteria; Vibrionales; 
253858 Bacteria_16S 
strain 50 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Vibrionales; 
253858 Bacteria_16S 


Gammaproteobacteria; 
253858 Bacteria_16S 


Gammaproteobacteria; 
253858 Bacteria_16S 


41018 41069 18 69 gi 
65 16S ribosomal RNA, partial sequence 


81708 81759 18 69 gi 
NF3 16S ribosomal RNA, partial sequen 


167282 167333 18 

omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
168806 168857 18 69 gi 
ibosomal RNA, partial sequence 


69 gi 


Vibri 


170282 170333 18 69 gi 
Vibri 


174808 174859 18 69 gi 


176294 176345 18 69 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
177802 177853 18 69 gi 
16S ribosomal RNA, partial sequence 
Aeromonadales; 
18 69 
sequence 
Vibrionales; Vibri 
434003 434054 18 69 gi 
ribosomal RNA, partial sequence 


e 


222394 222445 
osomal RNA, partial 


gi 


Streptomycineae; 
265679036 


onaceae; 
265679009 
ce 
acteria; Gammaproteobacteria; Alteromonadales; 


265678951 
167046 168502 Vibrio mimicus Bacte 


265678950 
168553 16998 
onaceae; 
265678949 
170036 17150 
onaceae; 
265678946 
6S ribosomal RNA, partial sequence 174571 17599 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
253858 Bacteria_16S 265678945 
les; 
265678944 


Aeromonadaceae; 
265678914 
222148 22363 
onaceae; 
265678765 
433793 435289 Shewanella gaetbuli Bacteria; 

Shewanellaceae; 


Streptomyceta 
ref|NR_029344.1 

42243 Vibrio 
Vibrio. 
ref|NR_029317.1 

83011 Pseudo 
seudoalteromonad 


40774 


81499 
P 


ref |NR_029259.1 


r 
ref |NR_029258.1 


Vibrio. 
ref|NR_029257.1 


Vibri 
ref 


oO. 
NR_029254.1 


Vibrio. 
ref |NR_029253.1 
8 177513 Photob 
Vibrionaceae; Photoba 
ref |NR_029252.1 
4 179023 Aeromo 
Aeromonas. 
NR_029222.1 


17604 


17756 


ref 


Vibrio 


6 Streptomyces 


Streptomycineae; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 


Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Vibrio pectenicida 
pectenicida Bacteria; 


Pseudoalteromonas 
alteromonas antarctica 


aceae; 


Vibrio mimicus strain 
ia; Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Aeromonas punctata 
nas punctata Bacteria; 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


ref |NR_029070.1 


Shewanella. 


Shewanella gaetbuli 


253858 Bacteria_16S 
69 16S ribosomal 


253858 Bacteria_16S 


strain 289 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


253858 Bacteria_16S 


40M4T 16S ribosomal RNA, 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


253858 Bacteria_16S 
strain NVI 88/478 


253858 Bacteria_16S 
elyakovii strain 


Pseudoalteromonas. 
253858 Bacteria_16S 


peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequenc 


peptidolytica Bacteria; Gammaproteobacteria; Alte 


Pseudoalteromonas. 
253858 Bacteria_16S 


strain DB21MT-5 16S ribosomal RNA, partial sequence 111077111122 


RNA, 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 


486028 486079 18 
partial sequence 


615440 615491 18 
644417 644468 18 
complete sequence 


710473 710524 18 


937302 937353 18 
1005064 1005115 18 
Proteobacteria; 


1111004 1111055 18 


69 


485792 487320 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


69 


complete sequence 


69 


644174 645732 Vibri 


69 


partial sequence 
Alteromonadales; Moritellaceae; 


69 


KMM 162 16S ribosomal RNA, partial sequence 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; 


69 


69 


gi| 265678727 


gi|265678641 
615203 61674 


gi| 265678621 


265678575 
71023 


gi 


gi|265678420 


265678374 


gi 


gi| 265678301 


Alteromo 


ref 


ref 


ref 


ref 


9 7 


ref 


9 


ref 
e l 


ref 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


253858 Bacteria_16S 


1135150 1135201 18 


69 


strain YB1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; 


253858 Bacteria_16S 


1257595 1257646 18 


69 


strain A431 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; 


253858 Bacteria_16S 
ulvae strain UL12 
Bacteria; 
Pseudoalteromonas. 
253858 Bacteria_16S 


decolorationis strain S12 16S ribosomal RNA, partial sequence 
decolorationis Bacteria; 


Shewanella. 
253858 Bacteria_16S 


CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


253858 Bacteria_16S 


CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


253858 Bacteria_16S 


agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


agarivorans Bacteria; 
Pseudoalteromonas. 
253858 Bacteria_16S 
strain LMG 20362 


253858 Bacteria_16S 


1402752 1402803 18 


1607562 1607613 18 
Proteobacteria; 


1657546 1657597 18 


1698817 1698868 18 


1753670 1753721 18 
Proteobacteria; 


1776251 1776302 18 


1791359 1791410 18 


R-3712 16S ribosomal RNA, partial sequence 


253858 Bacteria_16S 


1792833 1792884 18 


69 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


69 


Gammaproteobacteria; Alt 


69 


69 


69 


69 


16S ribosomal RNA, partial sequence 1776030 17774 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


69 


1791138 1792572 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


69 


LMG 19999 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


253858 Bacteria_16S 
strain LMG 20546 


253858 Bacteria_16S 
strain LMG 20536 


253858 Bacteria_16S 


livingstonensis strain NF22 16S ribosomal RNA, partial 
livingstonensis Bacteria; 


Shewanella. 
253858 Bacteria_16S 


1795873 1795924 18 


1797427 1797478 18 


1846429 1846480 18 
Proteobacteria; 


1928489 1928540 18 


69 


16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


69 


16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


69 


69 


strain 2674 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


253858 Bacteria_16S 


1930026 1930077 18 


69 


strain 2693 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


gi| 253680766 
1134932 11363 


Vibrionaceae; V 


gi| 219856813 
1257400 12588 
Vibrionaceae; V 
gi|219857444 
14026 


gi|219878471 


gi|219878436 


gi|219878408 


gi|219878370 
Altero 


gi|219878352 


gi|219878341 


gi|219878340 
1792623 17941 


gi| 219878338 


gi|219878337 


219878304 
sequence 


gi 


gi| 219878242 
1928261 19297 


ref 


ref 


ref 
051 


ref 
1 


ref 


ref 


ref 
1 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 


gi| 219878241 


ref 


nadales; 


romonadales; 


o fortis Bacteri 


© pomeroyi Bacte 


monadales; 


o chagasii Bacte 


1846218 184771 
Gammaproteobacteria; Alteromonadales; S 


NR_029032.1 


© ponticus Bacteria; 


NR_028946.1 


NR_028926.1 


o lentus Bacteria; 


NR_028880.1 


Moritella. 
NR_028722.1 
37095 938588 


NR_028676.1 
004861 100630 


NR_028602.1 
Moritella. 
NR_028014.1 


NR_024632.1 


NR_025032.1 


NR_025610.1 
607365 160881 


NR_025575.1 
NR_025547.1 


NR_025509.1 
753455 175495 


NR_025491.1 
NR_025480.1 
NR_025479.1 
NR_025477.1 
NR_025476.1 
NR_025443.1 


NR_025381.1 


Moritella. 


Vibrio ponticus strain 
Proteobacteria; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 
ibrio. 


Vibrio lentus strain 
Proteobacteria; 


Moritella viscosa 


11741 Moritella viscosa Bacteria; 


Pseudoalteromonas 
Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
8 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
ibrio 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 
ibrio 


Pseudoalteromonas 


403959 Pseudoalteromonas ulvae 
seudoalteromonadaceae; 


Shewanella 
2 Shewanella 


eromonadales; Shewanellaceae; 


Vibrio fortis strain 
a; Proteobacteria; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 
ibrio. 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 
ibrio. 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 
ibrio. 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 
ibrio. 


Shewanella 
2 Shewanella 
hewanellaceae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


NR_025380.1 


Moritella abyssi 


1929813 1931309 Moritella abyssi Bacteria; 


253858 Bacteria_16S 2091719 2091770 18 69 
strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


253858 Bacteria_16S 2188768 2188819 18 69 


gi|219878128|ref|NR_025267.1| Shewanella baltica 
2091488 2093018 Shewanella baltica Bacteria; 


gi|219857606|ref|NR_025195.1| Shewanella fidelis 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


253858 Bacteria_16S 2270999 2271050 18 69 


gi|219857552|ref|NR_025140.1| Pseudoalteromonas 


ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
253858 Bacteria_16S 2272471 2272522 18 69 


gi|219857551|ref|NR_025139.1| Pseudoalteromonas 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
253858 Bacteria_16S 2290667 2290718 18 69 


gi|219857538|ref|NR_025126.1| Pseudoalteromonas 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
253858 Bacteria_16S 2446861 2446912 18 69 


gi|219857421|ref|NR_025009.1| Pseudoalteromonas 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
253858 Bacteria_16S 2733104 2733155 18 69 
strain SM2-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


253858 Bacteria_16S 2734594 2734645 18 69 


gi|219857165|ref|NR_024793.1| Shewanella sairae 
2732909 2734348 Shewanella sairae Bacteria; 


gi|219857164|ref|NR_024792.1| Shewanella 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


253858 Bacteria_16S 2736084 2736135 18 69 


gi|219857163|ref|NR_024791.1| Shewanella 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


Shewanella. 
253858 Bacteria_16S 2892219 2892270 18 69 
strain S-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
253858 Bacteria_16S 3226888 3226939 18 69 
CECT 4600 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
253858 Bacteria_16S 3421098 3421149 18 69 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, 


gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
2892009 2893502 Vibrio rumoiensis Bacteria; 
Vibrionaceae; Vibrio. 
gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
3226672 3228143 Vibrio tapetis Bacteria; 
Vibrionaceae; Vibrio. 
gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
partial sequence 3420894 3422329 Pseudoalteromonas 


nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
253858 Bacteria_16S 3557544 3557595 18 69 


gi|219846537|ref|NR_026129.1| Vibrio tubiashii 


strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; 
253858 Bacteria_16S 3559024 3559075 18 69 


Vibrionaceae; Vibrio. 
gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 


strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; 
253858 Bacteria_16S 3560539 3560590 18 69 
strain 717 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
253858 Bacteria_16S 3562060 3562111 18 69 


Vibrionaceae; Vibrio. 
gi|219846535|ref|NR_026127.1| Vibrio orientalis 
3560299 3561764 Vibrio orientalis Bacteria; 

Vibrionaceae; Vibrio. 
gi|219846534|ref|NR_026126.1| Vibrio 


nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


253858 Bacteria_16S 3565025 3565076 18 69 


gi|219846532|ref|NR_026124.1| Vibrio natriegens 


strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


253858 Bacteria_16S 3566531 3566582 18 69 
strain NS 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


253858 Bacteria_16S 3659192 3659243 18 69 


gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
3566301 3567756 Vibrio diazotrophicus Bacteria; 


gi|219846465|ref|NR_026057.1| Shewanella 


frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


253858 Bacteria_16S 3749076 3749127 18 69 
strain A089 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


253858 Bacteria_16S 3812558 3812609 18 69 


gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
3748871 3750367 Vibrio scophthalmi Bacteria; 


gi|219846354|ref|NR_025945.1| Aeromonas 


allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


Aeromonas. 
253858 Bacteria_16S 3952076 3952127 18 69 
strain DSK1 16S ribosomal RNA, partial sequence 


gi|219846257|ref|NR_025847.1| Moritella japonica 
3951843 3953348 Moritella japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


253858 Bacteria_16S 3982944 3982995 18 69 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 


253858 Bacteria_16S 4008287 4008338 18 69 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

253858 Bacteria_16S 4046224 4046275 18 69 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 


HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
253858 Bacteria_16S 4052156 4052207 18 69 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
253858 Bacteria_16S 4103449 4103500 18 69 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
253858 Bacteria_16S 4178593 4178644 18 69 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
253858 Bacteria_16S 4186212 4186263 18 69 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
253858 Bacteria_16S 4213423 4213474 18 69 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
253858 Bacteria_16S 4214977 4215028 18 69 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


253858 Bacteria_16S 51739 51781 23 65 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

253858 Bacteria_16S 171792 171837 18 63 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

253858 Bacteria_16S 187033 187075 23 65 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 320935 320977 23 65 gi|265678846|ref|NR_029151.1] Bacillus 


thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
253858 Bacteria_16S 366365 366411 23 69 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 


253858 Bacteria_16S 473829 473871 23 65 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

253858 Bacteria_16S 501539 501581 23 65 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 567094 567128 23 57 gi|265678674|ref|NR_028979.1| Conexibacter woesei 


strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 


253858 Bacteria_16S 674537 674575 26 64 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
253858 Bacteria_16S 730534 730576 23 65 gi|265678561|ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

253858 Bacteria_16S 769176 769222 23 69 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

253858 Bacteria_16S 796856 796898 23 65 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

253858 Bacteria_16S 868547 868593 13 59 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

253858 Bacteria_16S 897109 897151 23 65 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 


Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 


253858 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


253858 Bacteria_16S 


selenitireducens 
selenitireducens 


253858 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


253858 Bacteria_16S 
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Proteobacteria; G 


253858 Bacteria_16S 


strain T7 16S rib 
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253858 Bacteria_16S 
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253858 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


253858 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


253858 Bacteria_16S 


16S ribosomal RNA 


Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 1314889 1314931 23 65 gi|228716557 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ba 
253858 Bacteria_16S 1381798 1381844 23 69 gi|228717104 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 13830 


Proteobacteria; G 


253858 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


253858 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


253858 Bacteria_16S 
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Bacteria; Firmicu 
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stellifer strain 
Bacteria; Firmicu 


253858 Bacteria_16S 


decolorationis st 
decolorationis Ba 
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Firmicutes; Bacil 


253858 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


253858 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


253858 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


253858 Bacteria_16S 
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Firmicutes; Bacil 


898683 898725 23 65 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
959034 959076 23 65 gi 
strain MLS10 16S ribosomal RNA, partia 
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laceae; Bacillus. 

1651410 1651452 23 65 gi 
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s Bacteria; Firmicutes; Bacillales; Ba 
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ria; Firmicutes; Bacillales; Paenibaci 
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IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1802012 1802054 23 65 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1841853 1841895 23 65 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2047416 2047458 23 65 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
2119172 2119214 23 65 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2125223 2125265 23 65 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2191828 2191870 23 65 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 
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gi 


gi 


gi 
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acillus koreensis 


ref |NR_028747.1 
7 899962 Paenib 
ref |NR_028707.1 

958824 960272 
acillus. 
ref|NR_028705.1 

961894 963406 
e; Enterococcus. 
ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyvera. 
ref|NR_028674.1| Bacillus edaphicus 
65 Bacillus edaphicus Bacteria; 


Bacillus 
Bacillus 


Enterococcus 
Enterococcus 


Kluyvera ascorbata 
ra ascorbata Bacteria; 


Paraliobacillus 
2 Paraliobacillus 


ref |NR_028642.1 
1055053 105655 

obacillus. 

ref |NR_028637.1 
1062699 106423 

; Alicyclobacillus. 

ref|NR_027592.1| Clostridium spiroforme 

ridium spiroforme DSM 1552 Bacteria; 

eae. 

ref 


Alicyclobacillus 
1 Alicyclobacillus 


NR_026131.1| Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


ref|NR_027552.1| Bacillus subtilis 
1314657 1316173 Bacillus subtilis 

cillus. 

ref|NR_027560.1| Idiomarina baltica 


49 Idiomarina baltica 0S145 Bacteria; 
eae; Idiomarina. 
ref|NR_025258.1| Bacillus odysseyi 
43 Bacillus odysseyi Bacteria; 


ref|NR_025626.1| Bacillus humi strain 
33 Bacillus humi Bacteria; Firmicutes; 
ref|NR_025580.1| Bacillus 

quence 1651192 1652677 Bacillus 
Bacillus. 

ref|NR_025553.1] Planococcus 

86 1690816 Planococcus rifietoensis 


Paenibacillus 
9 Paenibacillus 


ref |NR_025489.1 
1779107 178061 
aenibacillus. 


ref|NR_025474.1| Paenibacillus 

19 1801737 Paenibacillus stellifer 
ref|NR_025473.1| Bacillus 

ce 1801788 1803290 Bacillus 

illus. 

ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


ref |NR_025299.1 
07 Paenibacillus 


Halobacillus salinus 
salinus Bacteria; 


ref |NR_025244.1 
54 Halobacillus 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


ref|NR_025192.1 
37 Amphibacillus 


Amphibacillus tropicus 
tropicus Bacteria; 


219857472 


ref|NR_025060.1| Bacillus jeotgali 


2381197 2382701 Bacillus jeotgali Bacteria; 


253858 Bacteria_16S 
putrefaciens stra 
putrefaciens Bacteria; 
253858 Bacteria_16S 

strain DSM 12272 


Firmicutes; 


Firmicutes; 


Firmicutes; 


253858 Bacteria_16S 


Lactobacillales; 
253858 Bacteria_16S 
strain ATCC 51266 


2463459 2463501 23 65 gi 
Firmicutes; Clostridia; 
2529966 2530008 23 65 gi 
Clostridiales; Clostridiaceae; 
2589033 2589075 23 65 gi 
16S ribosomal RNA, partial sequence 
Enterococcaceae; 
2592186 2592228 23 


65 gi 


16S ribosomal RNA, partial sequence 25919 
Lactobacillales; Enterococcaceae; Enterococcus. 
2633585 2633627 23 65 gi| 219857236 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial 


alkanoclasticum Bacteria; 
253858 Bacteria_16S 
strain 15-1 16S r 
Bacil 
253858 Bacteria_16S 


Firmicutes; 


Firmicutes; Bacillales; 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; 


Firmicutes; 


Firmicutes; Bacillales; Alicyclobacillaceae; 
253858 Bacteria_16S 
strain GTC 854 16 
Bacil 
253858 Bacteria_16S 


2768748 2768790 23 65 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2777963 2778005 23 65 


gi 


gi 


glycanilyticus strain DS-1 16S ribosomal RNA, partial s 


glycanilyticus Bacteria; 
253858 Bacteria_16S 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partia 
cycloheptanicus B 
253858 Bacteria_16S 
koleovorans strain TB 16S ribosomal RNA, partial sequence 
Firmicutes; 
253858 Bacteria_16S 


Bacteria; 


Firmicutes; Bacillales; 


2785445 2785487 23 65 gi 


2788578 2788620 23 65 gi 


Bacillales; Paenibacillaceae; 


2792879 2792921 23 65 gi 


haemolyticum strain ATCC9650 16S ribosomal RNA, partial 


haemolyticum Bacteria; 
253858 Bacteria_16S 

strain IFO15718 1 
Bacil 
253858 Bacteria_16S 
IFO15715 16S ribo 
Bacil 
253858 Bacteria_16S 
strain JCM9070 16 
Bacil 
253858 Bacteria_16S 


Firmicutes; 


Bacillales; 


Firmicutes; 


Firmicutes; Clostridia; 
2875456 2875498 23 65 gi 
lales; Bacillaceae; Bacillus. 
2878603 2878645 23 65 gi 
laceae; Bacillus. 

2881721 2881763 23 65 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2910526 2910568 21 63 


gi 


gi 


lugdunensis strain ATCC 43809 16S ribosomal RNA, partia 


lugdunensis Bacteria; 
253858 Bacteria_16S 

raffinosus strain 
raffinosus Bacteria; 
253858 Bacteria_16S 


Firmicutes; Bacillales; 
3024260 3024302 23 


Staphyloc 
65 gi 


Firmicutes; Lactobacillales; 


3028806 3028848 23 65 gi 


polyendosporus strain PS-1 16S ribosomal RNA, partial s 


polyendosporus Bacteria; 
253858 Bacteria_16S 
strain ATCC 51270 


Bacteria; 


Bacteroidetes; 
253858 Bacteria_16S 


Firmicutes; Clostridia; 
3409151 3409192 23 64 gi 
16S ribosomal RNA, partial sequence 
Bacteroidia; Bacteroidales; 
3549798 3549840 23 65 


Po 
gi 


paraputrificum strain ATCC 25780 16S ribosomal RNA, par 


paraputrificum Bacteria; 
253858 Bacteria_16S 
strain NCIMB 1493 
Bacil 
253858 Bacteria_16S 


Firmicutes; 


Firmicutes; Clostridia; Clostr 
3610695 3610737 23 65 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 


3657640 3657686 23 69 gi 


gelidimarina strain ACAM 456 16S ribosomal RNA, partial 


gelidimarina Bacteria; 
253858 Bacteria_16S 
strain Q-1 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


253858 Bacteria_16S 


Proteobacteria; Gammaproteobacte 
3862578 3862628 23 73 gi 


Rikenellacea 
65 gi 


Bacteroidia; Bacteroidales; 
4198274 4198316 23 


in DSM 1291 16S ribosomal RNA, partial 
Clostridiales; 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridia; 
253858 Bacteria_16S 

strain ATCC 43186 
Enterococcu 


Planococcaceae; 


2711814 2711856 23 65 gi| 219857180 
ibosomal RNA, partial sequence 2711598 27129 
lales; Bacillaceae; Bacillus. 

2722401 2722443 23 65 gi| 219857173 


2768556 27 


Paenibac 


acteria; Firmicutes; Bacillales; Alicyclobaci 


Paenibacil 


Clostridia 


6S ribosomal RNA, partial sequence 2875223 28767 


somal RNA, partial sequence 2878366 2879894 Bacil 


2881499 28830 


1789-79 16S ribosomal RNA, partial sequence 
Enterococcaceae 


Clostridiales; 


3862330 38638 


219857407 
sequence 

Clo 
219857357 


Clostridiu 
219857275 
25888 
Ss. 
219857273 


sequence 


27221 
Alicycloba 
219857138 

700 


219857131 
equence 
illaceae 
219857126 
1 sequen 
lla 
219857124 
27883 
lus 
219857121 
sequence 
les; Clo 
219856874 


219856872 


219856870 


219856849 
1 sequence 
occus. 

219846907 


219846904 
equence 

Cc 
219846638 
34089 


219846543 
ti 
idiales; C 
219846498 
36104 


219846466 
sequence 

ria; 

219846320 


e; Rikenel 


rphyromonadaceae; 


al sequence 


Alteromonadales; 


Clostridium 
2 Clostridium 


ref |NR_024995.1 
2463226 246471 
stridiaceae; Clostridium. 
ref|NR_024945.1| Clostridium gasigenes 
15 Clostridium gasigenes Bacteria; 

m. 
ref|NR_024906.1| Enterococcus mundtii 
00 2590328 Enterococcus mundtii Bacteria; 


ref|NR_024904.1| Enterococcus dispar 

38 2593451 Enterococcus dispar Bacteria; 

ref|NR_024864.1| Planomicrobium 
2633347 2634791 Planomicrobium 

Planomicrobium. 

ref|NR_024808.1| Bacillus vietnamensis 

85 Bacillus vietnamensis Bacteria; 

ref|NR_024801.1| Alicyclobacillus 

61 2723688 Alicyclobacillus pomorum 

cillus. 

ref|NR_024766.1| Bacillus okuhidensis 

07 Bacillus okuhidensis Bacteria; 

ref|NR_024759.1| Paenibacillus 


2777747 277920 
; Paenibacillus. 
ref |NR_024754.1| Alicyclobacillus 
ce 2785219 2786735 Alicyclobacillus 
ceae; Alicyclobacillus. 
ref|NR_024752.1| Paenibacillus 
65 2789727 Paenibacillus koleovorans 
ref|NR_024749.1 

2792664 279412 
stridiaceae; Clostridium. 
ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


8 Paenibacillus 


Clostridium 
8 Clostridium 


ref 
lus 


NR_024691.1| Bacillus flexus strain 
flexus Bacteria; Firmicutes; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref|NR_024668.1 
2910285 291177 


Staphylococcus 
6 Staphylococcus 


Enterococcus 
9 Enterococcus 


ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026496.1] Anaerobacter 

3028583 3030038 Anaerobacter 
lostridiaceae; Anaerobacter. 
ref |NR_026230.1| Porphyromonas catoniae 
32 3410401 Porphyromonas catoniae 
Porphyromonas. 
NR_026135.1| Clostridium 

3549572 3551038 Clostridium 

lostridiaceae; Clostridium. 
ref|NR_026090.1| Planococcus citreus 
51 3611882 Planococcus citreus Bacteria; 


ref 


ref|NR_026058.1] Shewanella 

3657404 3658910 Shewanella 
Shewanellaceae; Shewanella. 
ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 
la. 


219846076 


ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 


ehimensis Bacteria; 


Firmicutes; Bacillales; Paenibacill 


aceae; 


ref|NR_025666.1| Paenibacillus 
4198059 4199510 Paenibacillus 


Paenibacillus. 


253858 Bacteria_16S 148735 148772 22 59 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

253858 Bacteria_16S 331896 331937 23 64 gi|265678839|ref|NR_029144.1]| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

253858 Bacteria_16S 417021 417062 23 64 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
253858 Bacteria_16S 542611 542652 23 64 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

253858 Bacteria_16S 975894 975935 23 64 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
strain SS-2 16S ribosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

253858 Bacteria_16S 1058360 1058401 23 64 gi| 265678338 |ref|NR_028640.1| Deferribacter 


desulfuricans str 
desulfuricans Bac 


253858 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


253858 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


253858 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


253858 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


253858 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


253858 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


253858 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


253858 Bacteria_16S 
16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fa 


strain DSM 10020 
Firmicutes; Clost 


253858 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


253858 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


253858 Bacteria_16S 
in BMA1 16S ribosomal RNA, partial seq 
Deferribacteral 


thermophilus stra 
thermophilus Bact 


253858 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


253858 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


253858 Bacteria_16S 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 


Bacteria; Spiroch 


253858 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


253858 Bacteria_16S 
n PYR-1 16S ribosomal RNA, partial seq 


vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 


ridia; Clostridiales; 
3240581 3240622 23 64 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3551328 3551369 23 64 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3677536 3677577 23 64 gi 


gi 


eria; Deferribacteres; 
3715132 3715173 23 64 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3864090 3864147 15 72 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; 


15210 15250 23 


gi 


63 gi 
aetes; Spirochaetales; Leptospiraceae; 
78731 78771 23 63 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; 
115447 115483 26 62 gi 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


253858 Bacteria_16S 


159603 159639 26 62 gi 


ain SSM1 16S ribosomal RNA, partial se 


3240430 32418 


3551089 35526 


3714904 37163 


Rikenellacea 


Gammaproteoba 


quence 


mily XI. I 
219846760 


Thermobrac 
219846542 


Caloramato 
219846452 
uence 

es; Deferr 
219846426 


219846319 
38638 
e; Alistip 
265679053 
al sequenc 
Leptospir 
265679011 
equence 
cteria; Ps 
265678985 
uence 
Actinomyc 


1058138 105957 


56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026352.1 


hium. 
ref |NR_026134.1 


Le 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_026017.1 


ref|NR_025909.1 
52 3865319 Alisti 
es. 
ref|NR_029361.1 
e 15032 16427 
a. 
ref|NR_029319.1 

78587 79994 
eudomonadales; P 
ref|NR_029293.1 

115240 116730 
etales; Coryneba 


265678956 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 


3 Deferribacter 


teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

1384845 1384896 18 69 gi|228716834|ref|NR_027556.1| Shewanella 
ain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
17 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 

1926919 1926964 18 63 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

2369327 2369368 23 64 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 

ribosomal RNA, partial sequence 2369126 2370587 Mycoplasma primatum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2393636 2393677 23 64 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 

ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

2514828 2514869 23 64 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
somal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Caloramator. 

2602845 2602890 18 63 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
bosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

3144836 3144876 23 63 gi|219846825|ref|NR_026417.1| Prevotella pallens 
ribosomal RNA, partial sequence 3144616 3146069 Prevotella pallens Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

3231411 3231452 23 64 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 


harei Bacteria; 
eptoniphilus. 
Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Deferribacter 

5 Deferribacter 
ferribacter. 
Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Leptospira interrogans 
Leptospira interrogans 


Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Mycobacterium 
Mycobacterium 
cterineae; 


ref|NR_029264.1 
159387 160848 


Pseudoclavibacter 
Pseudoclavibacter 


helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Pseudoclavibacter. 
253858 Bacteria_16S 
strain 358 16S ri 


229884 229920 26 


253858 Bacteria_16S 
polysaccharolytic 


269417 269453 26 


Thermoanaerobacte 
253858 Bacteria_16S 
strain H168 16S r 
Firmicutes; Clost 
253858 Bacteria_16S 
strain OK2 16S ri 


322534 322574 23 
ibosomal RNA, 
ridia; Halanaerobiales; 
384571 384611 23 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

253858 Bacteria_16S 444775 444815 23 63 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

253858 Bacteria_16S 455619 455667 15 63 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

253858 Bacteria_16S 458579 458619 23 63 gi| 265678745 |ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

253858 Bacteria_16S 470676 470716 23 63 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

253858 Bacteria_16S 481400 481440 23 63 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

253858 Bacteria_16S 492245 492285 23 63 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

253858 Bacteria_16S 493823 493859 26 62 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

253858 Bacteria_16S 495328 495364 26 62 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

253858 Bacteria_16S 539589 539629 23 63 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

253858 Bacteria_16S 548739 548779 23 63 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

253858 Bacteria_16S 557955 557995 23 63 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

253858 Bacteria_16S 577601 577641 23 63 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

253858 Bacteria_16S 580561 580597 26 62 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

253858 Bacteria_16S 588114 588154 23 63 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

253858 Bacteria_16S 594172 594212 23 63 gi|265678656|ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 
253858 Bacteria_16S 649039 649079 23 63 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

253858 Bacteria_16S 671525 671565 23 63 gi|265678601|ref|NR_028906.1| Pseudomonas 


62 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


62 


complete sequence 


gi 
22, 


gi 


um strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacterales Family I 


265678909 
9646 23110 


265678880 


nebacterin 


artial sequenc 


ref |NR_029217.1 
3 Mycobacterium 
eae; Mycobacter 
ref |NR_029186.1 
e 269183 


i 


aurum Bacteria; 


270620 


II. Incertae Sedis; Thermoanaerobacterium. 
63 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
322285 323818 Halothermothrix orenii Bacteria; 
Halanaerobiaceae; Halothermothrix. 
63 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
384340 385870 Pseudomonas lutea Bacteria; 


bosomal RNA, partial sequence 


frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 


frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Pseudomonas. 


Pseudomonadaceae; 


Mycobacterium aurum 


aceae; Mycobacterium. 
Thermoanaerobacterium 


253858 Bacteria_16S 


strain SCII24 16S 


677710 677750 23 63 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


253858 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


253858 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


253858 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


253858 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


253858 Bacteria_16S 


697302 697342 23 63 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
708920 708960 23 63 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
719818 719858 23 63 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


726055 726095 23 63 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
727593 727633 23 63 gi 


gi 


sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


253858 Bacteria_16S 


histaminiformans 
histaminiformans 


253858 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


253858 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


253858 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


253858 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


253858 Bacteria_16S 


strain AMX51 16S 
Proteobacteria; A 


253858 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


253858 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


253858 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


253858 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


253858 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


253858 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


253858 Bacteria_16S 


strain W1-2B 16S 
Proteobacteria; A 


253858 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


253858 Bacteria_16S 


13501 16S ribosom 
Proteobacteria; B 


253858 Bacteria_16S 


acteria; Gammaproteobacteria; Chromati 
735054 735094 23 63 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
784644 784684 23 63 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
824416 824456 23 63 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
825918 825958 23 63 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
841175 841215 23 63 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
842675 842715 23 63 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
870024 870064 23 63 gi 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


884942 884978 26 62 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


900244 900284 23 63 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
915683 915731 15 63 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
960554 960594 23 63 gi 
16S ribosomal RNA, complete sequence 

ammaproteobacteria; Pseudomonadales; P 
1020222 1020270 15 63 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1068912 1068952 23 63 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1142806 1142846 23 63 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


Streptoc 
gi 


1192687 1192727 23 

al RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
1210934 1210974 23 63 gi 


63 gi 


677507 67890 


725825 72731 


824212 825662 Bosea 


825713 827158 Bosea 


842468 84394 


1019984 10214 


1068707 10701 


1192457 1193978 Borde 


265678597 


llaceae; O 
265678584 
nce 69711 
terales; C 
265678576 

70866 
onaceae; A 
265678568 
1 sequence 
eria; Caul 


265678564 


Succinisp 
265678563 
72737 
ales; Ecto 
265678558 
sequence 
tridiales; 
265678522 
1 sequence 
ria; Pseud 


265678496 


sea. 
265678495 


sea. 
265678485 
nce 84098 
irillales; 
265678484 


rhizobiace 
265678465 
uence 
ria; Rhizo 
265678454 

88470 
ales; Micr 
265678444 
e 90001 
hales; Pis 
265678434 
ence 91544 
; Streptoc 
265678404 

96032 
seudomonad 
265678364 


occus. 
265678331 


aulobacter 
253680761 
quence 

ria; Rhodo 


228715722 


caligenace 
224581438 


ref|NR_028902.1 
4 Ochrobactrum 
chrobactrum. 

ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_028881.1 
8 710188 Aliivi 
liivibrio. 
ref|NR_028872.1 
19632 721036 
obacterales; Cau 


~ 


ref|NR_028868.1 
9 Succinispira 
ira. 
ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028862.1 

734793 736329 
Veillonellaceae 
ref |NR_028826.1 
784432 785869 
omonadales; Pseu 


ref 
ves 


NR_028799.1 
trisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


, 


ref |NR_028788.1 
1 842417 Marino 
Marinospirillu 
ref |NR_028787.1 


ae; Bosea. 
ref |NR_028768.1 
869838 871263 
biales; Bradyrhi 


ref |NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref|NR_028666.1 
95 Streptococcus 


hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


1210750 121215 


m. 


Ochrobactrum tritici 


tritici Bacteria; 


Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Aliivibrio wodanis 
brio wodanis Bacteria; 


Asticcacaulis 
Asticcacaulis 


lobacteraceae; 


Succinispira mobilis 


mobilis Bacteria; 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Allisonella 
Allisonella 
Allisonella. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


, 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Marinospirillum 
spirillum alkaliphilum 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Streptococcus gordonii 
gordonii Bacteria; 


, 


ref |NR_028633.1| Brevundimonas nasdae 
33 Brevundimonas nasdae Bacteria; 
aceae; Brevundimonas. 
ref|NR_028009.1| Pannonibacter 

1142608 1144082 Pannonibacter 
bacterales; Rhodobacteraceae; 
ref|NR_027537.1| Bordetella hinzii LMG 
tella hinzii LMG 13501 Bacteria; 
ae; Bordetella. 
ref|NR_027220.1| Halomonas 


8 Halomonas 


253858 Bacteria_16S 


strain Cal06 16S 


schoenbuchensis s 


schoenbuchensis B 
253858 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; 


cellulosolvens 6 
Bacteria; 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


253858 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


253858 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


253858 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


253858 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
253858 Bacteria_16S 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


253858 Bacteria_16S 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


253858 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


253858 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


253858 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


253858 Bacteria_16S 


strain DSM 12798 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


253858 Bacteria_16S 


strain T4 16S rib 


litoralis strain 
litoralis Bacteri 


253858 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


B 
253858 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 
Firmicu 
253858 Bacteria_16S 


G 
253858 Bacteria_16S 


1216905 1216941 26 62 
ribosomal RNA, partial sequence 


gi 


1232034 1232074 23 63 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1266660 1266700 23 63 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1302696 1302736 23 63 gi 
tes; Clostridia; Clostridiales; Eubact 
1308775 1308815 23 63 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 
1310248 1310288 23 


63 gi 


aphilum Bacteria; Proteobacteria; Alph 


1342500 1342540 23 63 gi 
ammaproteobacteria; Alteromonadales; F 
1396781 1396821 23 63 gi 
RS 2060 16S ribosomal RNA, partial seq 


Bacteria; Proteobacteria; Alphaproteo 


1407216 1407256 23 63 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1420885 1420921 26 62 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1425525 1425561 26 62 gi 
ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

1427090 1427126 26 62 gi 
AS 4.1594 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 

1456160 1456200 23 63 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1569200 1569240 23 63 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1578325 1578365 23 63 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1604539 1604575 26 62 gi 


, 


, 


1606080 1606116 26 62 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


1628613 1628653 23 
osomal RNA, partial sequence 


63 gi 


1633197 1633237 23 63 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1659106 1659152 23 69 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


253858 Bacteria_16S 


1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 


1266430 12679 


somal RNA, partial sequence 1342254 1343799 Ferri 


1578118 15795 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 


1628419 16298 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
253858 Bacteria_16S 


1658880 16603 


219878473 


ococcineae 
219878271 
quence 

cteria; Rh 
219846423 


alobactera 
219846514 


eriaceae; 
228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


228721107 


errimonada 
228715764 
uence 
bacteria; 


219846657 
artial seq 
acteria; S 


224581444 
1 sequence 
ridae; Act 


224581441 
al sequenc 
e; Actinom 


224581440 
sequence 
Actinomyce 


224581416 
ence 14559 
riales; Al 
219878173 
ce 15690 
les; Phyll 
219846381 


seudomonad 
219878474 


ococcineae 
219878472 
quence 

; Actinomy 


219878457 


rinckiacea 
219878454 
equence 

; Aeromona 


219878435 


onaceae; G 
219878417 


1686416 1686456 23 63 gi 


ref|NR_025612.1 


> Mi 
ref|NR_025410.1 

1231844 123328 
izobiales; 
ref|NR_026014.1 
; Massilia. 
NR_026106.1 


ceae 
ref 


cterium. 
NR_027611.1 
130859 
Rhizobiale 


Euba 

ref 
ence 
ria; 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref 
mona 


NR_027602.1 
s balearica 
ceae; Ferrimonas 
ref |NR_027539.1 
1396599 139803 
Rhizobiales; t 


ref 
uenc 
phin 


NR_026249.1 
e 140703 
gomonadales; 


ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


ref|NR_027223.1 
e 1425302 142681 
ycetales; Strept 


ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


ref|NR_027197.1 
66 1457283 Achro: 
caligenaceae; Ac 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025972.1 


aceae; Pseudomon 
ref|NR_025613.1 
05 Arthrobacter 
; Micrococcaceae 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025574.1 


rimontia. 
ref|NR_025556.1 


margaritifer strain N2-214 16S ribosomal RNA, partial sequence 


margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; 


Tepidiphilus. 


1686206 168766 
Hyd 


Barto 


Ss; 


Arthrobacter bergerei 


48 Arthrobacter bergerei Bacteria; 
crococcaceae 


; Arthrobacter. 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Massilia timonae 


23 Massilia timonae Bacteria; 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Hyphomicrobium facile 
1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


6 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 


cineae; 


Achromobacter 


mobacter ruhlandii 


hromobacter. 
Defluvibacter 

ibacter lusatiensis 
efluvibacter. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Arthrobacter mysorens 


mysorens Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Methylocella tundrae 


tundrae Bacteria; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


253858 Bacteria_16S 1691057 1691097 23 63 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 
253858 Bacteria_16S 1694180 1694220 23 63 gi|219878411|ref|NR_025550.1| Pseudomonas cannabina 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 1695461 Pseudomonas cannabina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
253858 Bacteria_16S 1695724 1695764 23 63 gi|219878410|ref|NR_025549.1| Pseudomonas tremae 
strain TOl 16S ribosomal RNA, partial sequence 1695512 1697005 Pseudomonas tremae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
253858 Bacteria_16S 1703464 1703504 23 63 gi| 219878405 |ref|NR_025544.1| Methylocystis 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
253858 Bacteria_16S 1780896 1780932 26 62 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 
253858 Bacteria_16S 1811256 1811292 26 62 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
253858 Bacteria_16S 1818933 1818969 26 62 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
253858 Bacteria_16S 1820458 1820494 26 62 gi|219878322|ref|NR_025461.1]| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 
253858 Bacteria_16S 1851027 1851067 23 63 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 1852130 Roseospira navarrensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 
253858 Bacteria_16S 1863004 1863044 23 63 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
253858 Bacteria_16S 1864586 1864626 23 63 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 
253858 Bacteria_16S 1867677 1867717 23 63 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
Chelatococcus. 
253858 Bacteria_16S 1873766 1873802 26 62 gi| 219878285 |ref|NR_025424.1]| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
253858 Bacteria_16S 1881424 1881464 23 63 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 


strain DSM 2875 1 
Firmicutes; 


strain DSM 11334 


Proteobacteria; B 


253858 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
253858 Bacteria_16S 


strain MCS 18 16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


253858 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


253858 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


253858 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; G 


Clost 
253858 Bacteria_16S 


ridia; Clostridiales; Veillonellaceae; 


1896939 1896979 23 63 gi 


s 


etaproteobacteria; Burkholderiales; Al 
2015559 2015599 23 63 gi 
16S ribosomal RNA, partial sequence 
Sphingomonadales; 
2018521 2018561 23 63 gi 
ribosomal RNA, partial sequence 


ca 


Sp 


H 
2019993 2020033 23 63 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


YP. 


s 
ct 


2021465 2021505 23 63 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 
2065730 2065766 26 62 gi 
n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
2085725 2085765 23 63 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


te. 


ce 
al 


253858 Bacteria_16S 


6S ribosomal RNA, partial sequence 1881182 18827 


porom 


219878265 
16S ribosomal RNA, partial sequence 1896710 18982 


ligen 


219878185 


20 
hingo 


219878183 
2018337 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
253858 Bacteria_16S 


homon 


219878182 


equen 
eria; 


219878181 


20 
rales 


219878146 


20 


es; M 


219878132 
2085504 20870 
Alcanivor 


2110047 2110083 26 62 gi 


219873436 


usa. 

ref|NR_025404.1 
aceae; Bordetella. 
ref|NR_025324.1 
75 2016816 Caulob 
adaceae. 


ref |NR_025322.1 


153 
mon 


197 


adaceae; Maricauli 
ref |NR_025321.1 
2019809 202123 


odobacterales; H 


ce 
Rh 


ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025271.1 


212 
c 


, 


655 
icr 


acaceae; Alcaniv 


05 Sporomusa sphaeroides Bacteria; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
s. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 


ref|NR_025250.1 


Streptomyces humiferus 


strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomyceta 


ceae; Streptomyces. 


253858 Bacteria_16S 


strain AU2944 16S 
Proteobacteria; 


strain Ps 9-14 16 
Proteobacteria; 


Pseudomonas. 


253858 Bacteria_16S 
strain KMM 3447 16S ribosomal RNA, par 
Gammaproteob 


extremorientalis 
extremorientalis 
Pseudomonas. 


253858 Bacteria_16S 
strain 7d 16S rib 


2122166 2122206 23 63 
ribosomal RNA, partial sequence 


gi| 219857653 
2121958 21233 


B 


G 


2143274 2143314 23 63 
S ribosomal RNA, partial sequence 


gi 


2144779 2144819 23 63 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; 
2219010 2219050 23 


63 gi 


Bacteria; Proteobacteria; 


2220543 2220583 23 
osomal RNA, partial sequence 


63 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


253858 Bacteria_16S 


aminoxidans strai 
Bacteria; 


strain YIM 21741 


Proteob 
253858 Bacteria_16S 


2221952 2221992 23 63 gi 
n 14a 16S ribosomal RNA, partial seque 
2228103 2228135 26 


58 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


253858 Bacteria_16S 
costantinii strai 
costantinii Bacte 


Pseudomonas. 


253858 Bacteria_16S 


yunnanensis strai 


yunnanensis Bacte 
Streptomycetaceae 
253858 Bacteria_16S 


strain IBS 193 16 


2234166 2234206 23 63 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2257041 2257077 26 62 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2296682 2296722 23 63 

S ribosomal RNA, partial sequence 


v 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


253858 Bacteria_16S 


strain 63287 16S 


2299647 2299687 23 63 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


253858 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


253858 Bacteria_16S 


strain FI-13295 1 


2322518 2322558 23 63 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2327024 2327060 26 62 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


253858 Bacteria_16S 


sulfonivorans str 
sulfonivorans Bac 


2346523 2346559 26 62 gi 
ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


253858 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


253858 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


253858 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 


2440782 2440822 23 63 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2445353 2445405 17 69 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 
2454536 2454572 26 62 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


Micrococcaceae; Arthrobacter. 


253858 Bacteria_16S 


aerophilum strain 
Bacteria; Proteob 


253858 Bacteria_16S 


strain C-29 16S r 


2468159 2468199 23 63 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2549119 2549159 23 63 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


253858 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


253858 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


2556763 2556803 23 63 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2570522 2570562 23 63 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


253858 Bacteria_16S 


strain CFML 96-19 


2579643 2579683 23 63 gi 
8 16S ribosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Bu 
253858 Bacteria_16S 
2143068 21445 


ammaproteobacteria; Pseudomonadales; Pseudomonad 


253858 Bacteria_16S 
umsongensis strai 


umsongensis Bacte Gammaproteobacter 


2220358 22217 


acteria; Alphaproteobacteria; Rhizobia 


16S ribosomal RNA, partial sequence 2227890 22293 


2296489 22979 


2299447 23008 


6S ribosomal RNA, partial sequence 2326828 23282 


2548929 25503 


rkholderia 
219857639 


se 
219857638 
equence 

ia; Pseudo: 


, 


219857586 
tial seque 
acteria; P 


219857585 


obacterace 
219857584 
nce 22217 
les; Xanth 
219857580 


ococcineae 
219857576 
sequence 
ia; Pseudo 


’ 


219857561 
sequence 
Actinomyc 


219857532 


nellaceae; 
219857530 


rhizobiace 
219857514 
23223 
nadales; P 
219857511 


nebacterin 
219857496 
uence 

e; Actinom 


219857426 
ce 24405 
ales; Ecto 
219857422 
24451 
nadales; A 
219857415 
sequence 
eridae; Ac 


219857404 
ce 24679 
hales; Pis 
219857344 


nellaceae; 
219857339 

25565 
seudomonad 
219857287 

25702 
seudomonad 


ref|NR_025242.1 


; Ralstonia. 
NR_025228.1 


ceae 
ref 
aceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
monadales; Pseu 


ref 
nce 
seud 


NR_025174.1 
221879 
omonadales; 


ref|NR_025173.1 
41 Xanthobacter 
ae; Xanthobacte 
ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref|NR_025168.1 
Mi eria 


crobact c 


etales; Str 


ref|NR_025120.1 


tonella. 
NR_025118.1 


Bar 
ref 


ae; Bosea. 
ref |NR_025102.1 
16 2323816 Pseudo 
seudomonadaceae; 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref |NR_025084.1 
2346319 234777 
ycetales; Microc 


ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_025010.1 
48 2446624 Alishe 
1lteromonadaceae; 
ref|NR_025003.1 

2454319 245573 
tinomycetales; M 


ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref |NR_024932.1 


Bartonella. 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 


219857281 


d 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas 
2 2220307 Pseudomonas 


Pseudomonadaceae; 


Xanthobacter viscosus 


viscosus Bacteria; 
r. 


Xanthobacter 

bacter aminoxidans 
nthobacter. 

Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Pseudomonas 

7 Pseudomonas 

omonadaceae; 


Streptomyces 
4 Streptomyces 


mycineae; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Arthrobacter 
5 Arthrobacter 
occineae; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Arthrobacter 

2 Arthrobacter 
icrococcineae; 


Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Bartonella koehlerae 


, 


43 Bartonella koehlerae Bacteria; 


Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 


ref|NR_024912.1 


Pseudomonas cedrina 


2579420 2580935 Pseudomonas cedrina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


253858 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


253858 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


253858 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


253858 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


253858 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


253858 Bacteria_16S 


strain Al-3 16S r 


strain AP3 16S ri 
Proteobacteria; G 


253858 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


253858 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


253858 Bacteria_16S 


strain Lp2 16S ri 
Actinobacteria; A 


253858 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


253858 Bacteria_16S 


strain IMC S-0802 
Actinobacteria; A 


253858 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


253858 Bacteria_16S 


stanieri strain A’ 
stanieri Bacteria 
Marinobacterium. 


253858 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


253858 Bacteria_16S 


strain CM-10 16S 
Actinobacteria; A 


253858 Bacteria_16S 


strain CM-01 16S 
Actinobacteria; A 


253858 Bacteria_16S 


tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae 


253858 Bacteria_16S 
16S ribosomal RNA, partial sequence 2902597 29040 


strain IFO 15616 
Actinobacteria; A 


253858 Bacteria_16S 
ATCC 19193 16S ribosomal RNA, partial 


minutulum strain 
minutulum Bacteri 


253858 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2660961 2661001 23 63 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2702929 2702965 26 62 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2747756 2747792 26 62 gi 
ibosomal RNA, partial sequence 


Oc 


en 
le 


ue 
Th 


oc 
2779455 2779495 23 63 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2783894 2783930 26 62 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
; Okibacterium. 

2794421 2794461 23 63 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2813982 2814018 26 62 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2815470 2815510 23 63 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 
ot 


ia 


’ 


se 
id 


oc 


eq 
ia 


2832148 2832184 26 62 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2853645 2853685 23 63 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2866014 2866050 23 59 gi 
TCC 27130 16S ribosomal RNA, partial s 


; Proteobacteria; Gammaproteobacteria; 


pt 


na 


eq 
A 


2884760 2884800 23 63 
S ribosomal RNA, partial sequence 
lphaproteobacteria; 


gi 


Sphingomonadales; 
2893769 2893805 26 62 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2895264 2895300 26 62 
ribosomal RNA, partial sequence 


Sp 


Micr 
gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
2927230 2927270 23 63 gi 


oc 


se 
a; Proteobacteria; Gammaproteobacteria; 
2933234 2933274 23 63 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


se 
a; 


253858 Bacteria_16S 


ABE-1 16S ribosom 


2653267 26546 


219857216 


219857186 


219857155 
2747544 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


253858 Bacteria_16S 219857130 


2779259 27 


219857127 


219857120 


219857107 


2813767 28152 


219856913 


219856902 


219856888 


219856880 


219856866 
2884576 28858 


219856860 
2893553 28949 


219856859 
2895048 28964 


219856838 


219856834 


; Azoarcus. 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; M 
ref|NR_024814.1 

2702689 270407 
Thermaceae; Oc 
ref |NR_024783.1 
84 Arthrobacter 
; Micrococcacea 
ref|NR_024758.1 


yclaceae 


ce 26607 
s; Hypho: 


nce 
ermales; 
488 
occineae 
806 


richaceae; Thiothrix. 
ref|NR_024755.1 
ce 2783663 278516 


cetales; Microc 


1 seq 
Actin 


uen 
omy 


ref|NR_024748.1 

2794179 279557 
lostridiaceae; 
ref|NR_024735.1 
09 Tetrasphaera 
; Intrasporangia 
ref|NR_024734.1 

2815260 281674 
monadales; Pseu 


quenc 
iales 


e 


v 


c 


occineae 


uence 
Pseudo: 


, 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
NR_024699.1 

2865789 286730 
adales; Alteromo 


28319 
omycinea 


28534 
dales; P 


uence 
1lteromon 


ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024679.1 


hingomon 


7 Mi 
ref 


crobacteriac 
NR_024678.1 


occineae 


occineae; Microbacteriac 
ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref |NR_024653.1 
2933018 293448 


ales; Altero 


quence 
Oceanosp 


quence 
Alteromonad 


2960327 2960367 23 
al RNA, partial sequence 


63 


gi 


219856816 
2960112 2961625 Colwellia maris Bacteria; 


ref 


NR_024635.1 


Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 


e 


e 


fe} 


d 


2584348 2584388 23 63 gi|219857278|ref|NR_024909.1| Pseudomonas orientalis 
0 16S ribosomal RNA, partial sequence 2584125 2585640 Pseudomonas orientalis 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
2595186 2595226 23 63 gi|219857271|ref|NR_024902.1| Pseudomonas mandelii 
16S ribosomal RNA, partial sequence 2594961 2596478 Pseudomonas mandelii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
2653456 2653496 23 63 gi|219857222|ref|NR_024850.1| Azoarcus communis 


16 Azoarcus communis Bacteria; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 

Oceanithermus 
1 Oceanithermus 
anithermus. 

Arthrobacter russicus 


russicus Bacteria; 
e 


, 


Arthrobacter. 
Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Okibacterium 
8 Okibacterium 
ccineae; 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Pseudomonas 

8 Pseudomonas 

omonadaceae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Marinobacterium 
5 Marinobacterium 
nadaceae; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
2896758 2896794 26 62 gi|219856858|ref|NR_024677.1| Mycetocola 

train CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 

acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Mycetocola. 
2902834 2902870 26 62 gi|219856854|ref|NR_024673.1| Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Marinospirillum 

7 Marinospirillum 

ospirillum. 
Marinobacterium 

0 Marinobacterium 

monadaceae; 


Colwellia maris strain 
Proteobacteria; 


253858 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


253858 Bacteria_16S 


strain NCIMB 1112 


2974148 2974188 23 63 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3004713 3004753 23 63 gi 
6 16S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


253858 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


253858 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


253858 Bacteria_16S 
somal RNA, partial sequence 3071024 3072416 Methy 


strain K 16S ribo 


3027258 3027298 23 63 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3054753 3054793 23 63 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 
3071206 3071246 23 


63 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


253858 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


253858 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


253858 Bacteria_16S 


strain TAGA27 16S 
Actinobacteria; A 


253858 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


253858 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


253858 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


253858 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


253858 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


253858 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; Clost 


253858 Bacteria_16S 


strain DSM 11140 
Actinobacteria; A 


253858 Bacteria_16S 


australicum strai 
australicum Bacte 


253858 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


253858 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


253858 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


253858 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


253858 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


253858 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 


3072694 3072734 23 63 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3074142 3074182 23 63 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3093770 3093806 26 62 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3123927 3123967 23 63 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 


3125416 3125456 23 
in DSM 
eria; 


63 gi 
5458 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacte 
3126885 3126925 23 
ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3176861 3176901 23 63 gi 
16S rib 
ammaproteobacteria; Pseudomonadales; P 
3198305 3198345 23 63 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


63 gi 


3202716 3202756 23 63 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
3225366 3225402 26 62 gi 


gi 


ctinobacteridae; Actinomycetales; Micr 
3263126 3263166 23 63 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3296592 3296632 23 63 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3298117 3298157 23 63 gi 


strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3307332 3307372 23 63 gi 


ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3308794 3308834 23 63 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3319361 3319401 23 63 gi 


train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 
3339075 3339111 26 62 gi 


219846940 


2973936 29754 


seudomonad 
219846920 
30045 
locystacea 
219846905 
ial sequen 
tridiales; 
219846885 
1 sequence 
eria; Rhod 


219846874 


rinckiacea 
219846873 


3072467 30738 


Balneatri 
219846872 
ence 30739 
ales; Rhod 
219846859 


3093562 30950 


ococcineae 
219846839 
1 sequence 
eria; Rhiz 


219846838 
sequence 
ria; Rhizo 


219846837 
uence 

a; Rhizobi 
219846803 


osomal RNA, partial sequence 3176631 31781 


seudomonad 
219846789 
ial sequen 
cteria; Rh 


219846786 


3202501 32039 


Sporomusa 
219846770 


16S ribosomal RNA, partial sequence 3225149 32266 


ococcineae 
219846745 
al sequenc 
ia; Rhizob 
219846723 
ence 32963 
spiraceae; 
219846722 
al sequenc 
st 
219846716 
ence 33071 
les; Xanth 
219846715 


3308619 33100 


obacterace 
219846706 
equence 


cteria; Oc 


219846692 


ridiales; 


ref|NR_026532.1 
aceae; Pseudomon 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026477.1 

3054533 305602 
ocyclales; Rhodo 


ref 
loce 
e; M 
ref 


NR_026466.1 
lla palustri 
ethylocella 
NR_026465.1 


x. 
ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref|NR_026451.1 


; Micrococcacea 
ref |NR_026431.1 

3123738 312518 
obiales; Hyphomi 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


Ww 


ref |NR_026429.1 
3126704 312814 
ales; Hyphomicro 


ref|NR_026395.1 


aceae; Pseudomon 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref |NR_026378.1 


ref|NR_026362.1 


; Intrasporangia 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref|NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref|NR_026314.1 
e 3297885 329934 
; Blautia. 
ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacte 
ref |NR_026298.1 

3319157 332063 


eanospirillales; 


ref 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Methylosinus sporium 
osinus sporium Bacteria; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Methylocella palustris 
s Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Kocuria palustris 


28 Kocuria palustris Bacteria; 
e: 


Kocuria. 
Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


’ 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 

Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 
Blautia 
2 Blautia 


Xanthobacter 

bacter autotrophicus 

nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 
r. 


Halomonas 
3 Halomonas 
Halomonadaceae; 


NR_026284.1 
333886 


Mycobacterium 
4 3340325 Mycobacterium 


austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


253858 Bacteria_16S 
strain DSM 9580 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 3352803 3352843 23 63 gi 
strain FB2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
253858 Bacteria_16S 3386433 3386473 23 63 gi 
strain ATCC 49336 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
253858 Bacteria_16S 3398429 3398465 26 62 gi 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 

253858 Bacteria_16S 


3351283 3351319 26 62 gi 


oc 


H 


H 


s 


3446135 3446175 23 63 gi 


219846683 
6S ribosomal RNA, partial sequence 3351066 33525 


occineae 


219846682 
3352589 33540 
alomonad 
219846658 


33862 


equence 


Actinomyc 


219846612 


strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 
253858 Bacteria_16S 3449235 3449271 26 62 gi 
strain NRRL 2418 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomyces. 

253858 Bacteria_16S 
strain DSM 20315 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 3458448 3458484 26 62 gi 
protophormiae strain DSM 20168 16S ribosomal RNA, parti 
protophormiae Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Arthrobacter. 

253858 Bacteria_16S 3461489 3461525 26 
strain DSM 20546 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 3464535 3464571 26 62 gi 
strain DSM 20545 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


al 


3452369 3452405 26 62 gi 
oc 


al 
e; 
62 gi 


oc 


oc 


253858 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


253858 Bacteria_16S 


crystallopoietes 
crystallopoietes 


Micrococcaceae; Arthrobacter. 
253858 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


253858 Bacteria_16S 


strain DSM 40089 


strain DSM 3133 1 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


253858 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


253858 Bacteria_16S 


strain DSM 7485 1 
Actinobacteria; A 


253858 Bacteria_16S 


strain DSM 7486 1 
Actinobacteria; A 


253858 Bacteria_16S 


strain DSM 20542 
Actinobacteria; A 


253858 Bacteria_16S 


strain DSM 20528 
Actinobacteria; A 


253858 Bacteria_16S 


3466058 3466094 26 62 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


se 
Ac 


3467580 3467616 26 62 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


rt 
id 


3470624 3470660 26 62 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


Ss 


3484214 3484250 26 62 gi 
Stre 
gi 


pt 
3487347 3487383 26 62 
oc 
3490410 3490446 26 62 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3511453 3511485 26 
SM 20427 
Actino 


se 
Ac 


, 
58 gi 

16S ribosomal RNA, partial se 
bacteria; Actinobacteridae; Ac 


qu 
ti 


, 


3512975 3513011 26 
6S ribos 
ctinobac 


62 gi 


teridae; Actinomycetales; Microc 
3514499 3514535 26 62 gi 
6S ribos 
ctinobacteridae; Actinomycetales; Micr 
3516021 3516057 26 62 gi 
16S ribo 
ctinobac 


oc 


teridae; Actinomycetales; Micr 
3517543 3517579 26 62 gi 


oc 


ctinobacteridae; Actinomycetales; Microc 


2198465 
omal RNA, partial sequence 3514284 35157 


2198465 
somal RNA, partial sequence 3515805 35172 
occineae; 
2198465 
16S ribosomal RNA, partial sequence 3517327 35187 


ostridiu 


219846610 


34490 


es; Stre 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
occineae; 
219846603 


sequenc 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


occineae 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


occineae 


219846598 


quence 
tinomyce 


219846597 


ial sequ 
ae; Acti 


219846595 


equence 


Actinomyc 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
253858 Bacteria_16S 


omycinea 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 


occineae 


219846582 


quence 
tinomyce 


219846568 


ence 
nomyceta 


219846567 
omal RNA, partial sequence 3512760 35142 


occineae 


66 


occineae 
65 


64 


occineae 


3637766 3637802 26 62 gi 


219846480 


thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 


alomonad 
219846646 


Actinomycet 


ref |NR_026275.1 


7 Mi 
ref 


crobacteriac 
NR_026274.1 


aceae; 
ref |NR_026250.1 
19 3387691 Halomo 
aceae; 
ref |NR_026238.1 

3398202 339968 
etales; Micrococ 
ref |NR_026204.1 
m. 
ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 
ref |NR_026200.1 
3 Micrococcacea 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


ref 
ence 
nomy 


NR_026189.1 
34673 
cetales; Mi 


, 


etales; Mic 
ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026176.1 
; Cellulomonadac 
ref|NR_026174.1 

3490176 349169 
tales; Streptomy 


ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 


crobacteriac 
NR_026156.1 


7 Mi 
ref 


; Microbacteriac 
ref|NR_026072.1 
3637554 363905 


Halomonas. 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Halomonas. 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Arthrobacter 
5 Arthrobacter 


cineae; Micrococcaceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
e: 


Micrococcus. 
Arthrobacter 
2 Arthrobacter 
occineae; 


v 


Arthrobacter ramosus 


ramosus Bacteria; 


, 


Arthrobacter. 
Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter 
2 Arthrobacter 


cineae; Micrococcaceae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Streptomyces 

3 Streptomyces 

cineae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Streptomyces 
3 Streptomyces 


thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


253858 Bacteria_ 


fibrisolvens stra 
fibrisolvens Bact 


253858 Bacteria_ 


strain ATCC 19812 
Actinobacteria; Actinobacteridae; Actinomycetales; 


253858 Bacteria_ 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


253858 Bacteria_ 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


253858 Bacteria_ 


strain FR2 16S ri 
B 


Proteobacteria; 
253858 Bacteria_ 
strain IAM 13153 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


253858 Bacteria_ 


flavimaris strain 
flavimaris Bacter 


Sphingopyxis. 
253858 Bacteria_ 


strain CM2104 16S 


Streptomyces. 

16S 3762819 3762859 23 63 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
16S 3919028 3919064 26 62 gi 
16S ribosomal RNA, complete sequence 
Stre 
16S 3922190 3922226 26 62 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 3926931 3926967 26 62 gi 
in RL-110 16S ribosomal RNA, complete 
eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 

16S 3962539 3962579 23 63 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
16S 3975792 3975832 23 63 gi 
16S ribosomal RNA, complete sequence 


’ 


gi 


16S 4000736 4000776 23 63 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteria; 
16S 4011338 4011374 26 62 


ribosomal RNA, partial sequence 


gi 


219846390 
al 
ia 

219846281 


pt 
219846279 
te 
Actinomyc 


219846276 
se 


219846250 
3962329 39637 
ma 
219846241 


alae 
219846224 
ue 


219846215 
4011119 40125 


ref|NR_025981.1 
e 3762598 37640 
hnospiraceae; B 
ref|NR_025871.1 
87 3920316 Strep 
e; Streptomycet 
ref|NR_025869.1 
e 3921948 392347 
etales; Strepto 


sequenc 
les; Lac 


39187 
omycinea 


sequenc 
ref |NR_025866.1 


3926691 392822 
cetales; Strept 


quence 
Actinomy 


ref |NR_025840.1 


monadaceae; Rhodoferax. 
ref|NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


39756 
aceae; M 


nce 
Sphingo 


ref|NR_025805.1 


7 
u 


re 
a 


fo} 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
253858 Bacteria_16S 4058203 4058239 26 62 gi|219846181|ref|NR_025771.1 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 405944 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Citricoccus. 

253858 Bacteria_16S 4108038 4108078 23 63 gi| 219846146 |ref|NR_025736.1 
strain A828 16S ribosomal RNA, partial sequence 4107869 41092 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
253858 Bacteria_16S 4127816 4127856 23 63 gi|219846131|ref|NR_025721.1 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 412904 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Aestuariibacter. 

253858 Bacteria_16S 4175548 4175588 23 63 gi|219846096|ref|NR_025686.1 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacte 
253858 Bacteria_16S 4177033 4177073 23 63 gi|219846095|ref|NR_025685.1 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 417830 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 
253858 Bacteria_16S 4205809 4205849 23 63 gi|219846071|ref|NR_025661.1 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 420703 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
Thioalkalivibrio. 

253858 Bacteria_16S 4222590 4222630 23 63 gi|219846056|ref|NR_025646.1 


strain 34633 16S 


253858 Bacteria_16S 
marimammalium str 
marimammalium Bac 
253858 Bacteria_16S 
moscoviensis stra 
moscoviensis Bact 
253858 Bacteria_16S 


espejiana strain 
Bacteria; 


strain MBIC3157 1 
Proteobacteria; 


strain LMG 317541 


Proteob 
Pseudoalteromonas 
253858 Bacteria_16S 


G 
253858 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
253858 Bacteria_16S 


ribosomal RNA, partial sequence 


4242138 4242186 15 63 gi 
ain M54/01/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; St 
124581 124612 26 57 gi 
in NSP M-1 16S ribosomal RNA, partial 

eria; Nitrospirae; Nitrospirales; Nitr 
127600 127651 18 69 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


1 


e 


1153266 1153317 18 69 gi 
ammaproteobacteria; Vibrionales; Vibri 
1794388 1794439 18 69 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
2025992 2026043 18 69 gi 
16S ribosomal RNA, partial sequence 


4222451 42238 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 


izobiaceae; Afipia. 


219846040 


reptococca 
265678979 
sequence 
ospiraceae 
265678977 


nadales; 


253680754 
6S ribosomal RNA, partial sequence 1153118 11545 


onaceae; Photobacterium. 
219878339|ref|NR_025478.1 
o xuii Bacteria; 


1794167 1795601 Vibri 


219878178 


ref |NR_025630.1 

4241925 424342 
ceae; Streptococ 
ref|NR_029287.1 

124349 125867 
; Nitrospira. 
ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


sequence 


12740 
P 


ref|NR_028002.1 


v 


Streptomycineae; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces 
8 Streptomyces 


mycineae; 


Streptomyces 
0 Streptomyces 
mycineae; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Mycoplana bullata 
ana bullata Bacteria; 


Sphingopyxis 
5 Sphingopyxis 


gomonadaceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Citricoccus 

8 Citricoccus 
coccineae; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Achromobacter spanius 
Spanius Bacteria; 

os 

Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 
Thioalkalivibrio 

5 Thioalkalivibrio 
thiorhodospiraceae; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Streptococcus 
4 Streptococcus 
cus. 
Nitrospira 
Nitrospira 


Pseudoalteromonas 
alteromonas espejiana 


aceae; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


ref|NR_025317.1 
2025759 2027165 Aeromo 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


Aeromonas popoffii 
nas popoffii Bacteria; 


253858 Bacteria_1 
subsp. pectinolyt 
salmonicida subsp. 


Aeromonadaceae; 


253858 Bacteria_1 
carrageenovora st 

Pseudoalteromonas ca 
Pseudoalteromonad 
253858 Bacteria_1 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria 


Pseudoalteromonas 


253858 Bacteria_16S 


atlantica strain 


atlantica Bacteri 
Pseudoalteromonas. 
253858 Bacteria_16S 


80 16S ribosomal 


Gammaproteobacter 
253858 Bacteria_16S 


strain ATCC 35912 
Bacteria; 


strain CIP 7430 
Proteobacteria; 


massiliensis stra 
massiliensis Bact 


253858 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


253858 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


253858 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


253858 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


253858 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


253858 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


253858 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


253858 Bacteria_16S 


Proteob 
253858 Bacteria_16S 


G 


aceae; Pseudoalteromonas. 


6S 3425542 3425593 18 69 gi 


; Proteobacteria; Gammaproteobacteria; 


3427024 3427075 18 69 gi 
IAM 12927 16S ribosomal RNA, partial s 


3563545 3563596 18 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3568037 3568088 18 69 gi 
16S ribosomal RNA, partial sequence 


69 gi 


3612164 3612215 18 69 gi 
16S ribosomal RNA, partial sequence 
207036 207078 23 


65 gi 


eria; Firmicutes; Clostridia; 
302754 302796 23 65 
bosomal RNA, partial sequence 


gi 


392300 392342 23 65 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
413977 414019 23 65 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; Lacto 
610773 610811 21 59 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
633625 633659 23 57 gi 


Fusoba 
gi 


obacteriales; Fusobacteriaceae; 
642864 642898 23 57 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
683512 683554 23 65 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
700234 700276 23 65 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
718279 718321 23 65 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
813797 813837 23 63 gi 


Paenibacillus 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


253858 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


253858 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


253858 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


253858 Bacteria_16S 


acteria; Gammaproteobacteria; Thiotric 
830577 830611 23 57 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
832134 832168 23 57 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
844238 844284 23 69 gi 


ammaproteobacteria; Enterobacteriales; 
878802 878836 23 57 gi 


a; Proteobacteria; Gammaproteobacteria 


acteria; Gammaproteobacteria; Vibriona 


ammaproteobacteria; Aeromonadales; Aer 
253858 Bacteria_16S 
argentinense stra 
argentinense Bact 
253858 Bacteria_16S 
strain B-3 16S ri 
Firmicutes; Erysi 
253858 Bacteria_16S 


in ATCC 27322 16S ribosomal RNA, parti 
Clostrid 


pelotrichi; Erysipelotrichales; Erysip 


6S 2455993 2456044 18 69 gi|219857413|ref|NR_025001.1 
ica strain 34mel 16S ribosomal RNA, partial sequence 245578 
pectinolytica Bacteria; Proteobacteria; Gammaprote 
Aeromonas. 
6S 3424065 3424116 18 69 gi|219846628|ref|NR_026220.1 
rain ATCC 12662 16S ribosomal RNA, partial sequence 342386 


219846627 
equence 


219846626 
equence 


, 


219846533 


3563299 3564734 Vibri 


219846530 


les; 
219846497 


265678924 


iales; 
265678858 


302503 30397 
elotrichac 


265678793 
sequence 
illaceae; 
265678778 
equence 


265678644 
equence 


265678628 


6S ribosomal RNA, partial sequence 633402 63487 


cterium. 
265678622 


642624 644123 Sporo 


265678593 


683287 68472 
Clostridiu 


265678582 


699985 70142 


265678569 
ence 71801 
illus. 

265678503 
e 81355 
hales; Pis 
265678492 
quence 


265678491 
nce 83188 
Enterococ 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 


Enterobac 
265678459 


Alteromon 


Alteromo 


35678 
Vibri 


36119 
omonadacea 


al sequenc 
Clo 


bacillacea 


acillaceae 


nterococca 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref 
o ne 


NR_026125.1 
reis Bacteri 


ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio 
ref |NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref|NR_029164.1 


eae. 
ref|NR_029098.1 

392074 393575 
Paenibacillus. 
ref |NR_029083.1 

413724 415278 
e; Lactobacillu 
ref |NR_028949.1 

610536 612079 
; Lactobacillus. 
ref |NR_028933.1 
3 Fusobacterium 


ref 
musa 


NR_028927.1 
ovata Bacte 
ref |NR_028898.1 
m. 


ref |NR_028887.1 
2 Paenibacillus 


ref |NR_028873.1 
9 719581 Virgib 


ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref|NR_028795.1 

830324 831835 
ceae; Enterococc 
ref |NR_028794.1 
6 833394 Entero 
cus. 
ref |NR_028786.1 


teriaceae; Samso 


Aeromonas salmonicida 
3 2457213 Aeromonas 


obacteria; Aeromonadales; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Vibrio nereis strain 
a; Proteobacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Clostridium 

Clostridium 
stridium. 

Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Paenibacillus 
Paenibacillus 


Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 


Fusobacterium equinum 
equinum Bacteria; 


Sporomusa ovata strain 
ria; Firmicutes; 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Paenibacillus odorifer 
odorifer Bacteria; 


Virgibacillus 
acillus marismortui 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Enterococcus 
Enterococcus 

us. 

Enterococcus 

coccus moraviensis 


’ 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 


ref |NR_028762.1 


marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


e; Prochlorococcus. 


Prochlorococcus 
878614 880078 


253858 Bacteria_ 
strain PSv29 16S 
Proteobacteria; 

253858 Bacteria_ 


strain 4A 16S rib 
G 


Proteobacteria; 
253858 Bacteria_ 
strain B1333 16S 
Firmicutes; 
253858 Bacteria_ 


strain KMM 1406 1 
G 


Proteobacteria; 
253858 Bacteria_ 
iheyensis HTE831 
Bacteria; 
253858 Bacteria_ 


D 


Lacto 


Firmicu 


16S 925044 925078 23 57 
ribosomal RNA, partial sequence 
eltaproteobacteria; 


gi 


Desulfobacterales; 


16S 966765 966805 23 63 gi 
osomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
16S 995947 995981 23 57 gi 


ribosomal RNA, 
bacillales; 
16S 


complete sequence 
Carnobacteriaceae; 


1065928 1065974 23 69 gi 


16S 1154834 1154876 23 65 gi 


tes; 
16S 


Bacillales; Bacillaceae; 


1254568 1254610 23 65 gi 


265678428 


924822 92631 
Desulfoba 


265678400 


966531 96793 
Halomonad 


265678380 


995703 99724 
Granuli 


catella. 
265678333 


6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chro 


matiaceae; 
253680753 


16S ribosomal RNA, partial sequence 1154576 11561 
Oceanoba 


cillus. 
219857194 


ref|NR_028730.1| Desulfofaba gelida 

0 Desulfofaba gelida Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_028702.1| Halomonas campisalis 
0 Halomonas campisalis Bacteria; 
aceae; Halomonas. 
ref|NR_028682.1| Granulicatella elegans 
0 Granulicatella elegans Bacteria; 


ref|NR_028635.1| Rheinheimera pacifica 
52 Rheinheimera pacifica Bacteria; 
Rheinheimera. 
ref|NR_028001.1| Oceanobacillus 
00 Oceanobacillus iheyensis HTE831 
Brevibacillus 


ref |NR_024822.1 


limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

253858 Bacteria_16S 1286115 1286157 23 65 gi| 219846053 |ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

253858 Bacteria_16S 1478795 1478837 21 63 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

253858 Bacteria_16S 1483373 1483407 23 57 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

253858 Bacteria_16S 1508923 1508961 21 59 gi|219846290|ref|NR_025880.1]| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
253858 Bacteria_16S 1545367 1545413 23 69 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

253858 Bacteria_16S 1630110 1630152 23 65 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 1687944 1687986 23 65 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 1837188 1837230 23 65 gi|219878310|ref|NR_025449.1]| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

253858 Bacteria_16S 1967990 1968032 23 65 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

253858 Bacteria_16S 1972324 1972366 23 65 gi|219878213|ref|NR_025352.1| Clostridium akagii 


strain CK58 16S ribosomal RNA, partial sequence 


1972100 19735 


91 Clostridium akagii Bacteria; 
m. 
ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025211.1 

2168820 217030 
aceae; Carnobact 
ref|NR_025201.1 
180937 218240 
ales; Flavobacte 
ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Carnobacterium 

5 Carnobacterium 
erium. 

Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Carnobacterium 
acterium viridans 


ND 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
253858 Bacteria_16S 1978571 1978605 23 57 gi| 219878209 
anilini strain Anil 16S ribosomal RNA, partial sequence 19783 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
253858 Bacteria_16S 2169052 2169090 21 59 gi| 219857622 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteri 
253858 Bacteria_16S 2181146 2181196 23 73 gi|219857612 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteri 
253858 Bacteria_16S 2185726 2185764 21 59 gi| 219857608 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 21855 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnoba 
253858 Bacteria_16S 2266371 2266405 23 57 gi| 219857555 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 22676 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

253858 Bacteria_16S 2280159 2280193 23 57 gi| 219857546 
strain 852 16S ribosomal RNA, partial sequence 2279959 22814 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

253858 Bacteria_16S 2298180 2298226 23 69 gi| 219857531 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 22993 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
253858 Bacteria_16S 2313329 2313371 23 65 gi| 219857520 


alkaliphilus strain T8 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


tes; Bacillales; Salinicoccus. 


23131 


ref|NR_025119.1| Idiomarina loihiensis 
96 Idiomarina loihiensis Bacteria; 

eae; Idiomarina. 

ref|NR_025108.1]| Salinicoccus 


25 2314583 Salinicoccus alkaliphilus 


253858 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


253858 Bacteria_16S 
ain TMC4 16S ribosomal RNA, partial se 


peptidivorans str 
peptidivorans Bac 


253858 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


253858 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 


subsp. spizizenii 
subtilis subsp. s 


253858 Bacteria_16S 
train DSM 3953 16S ribosomal RNA, part 
Clost 


acidaminophilum s 
acidaminophilum B 


253858 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


psychrotolerans s 
psychrotolerans B 


253858 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


253858 Bacteria_16S 


halophilum strain 
halophilum Bacter 


253858 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


253858 Bacteria_16S 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


253858 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


253858 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


253858 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


253858 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


253858 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


253858 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


253858 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


253858 Bacteria_16S 


strain R22 16S ri 
Proteobacteria; G 


253858 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; G 


253858 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 


Pseudoalteromonas. 
253858 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


2431618 2431660 23 65 gi 


tes; Bacillales; Paenibacillaceae; 
2434686 2434728 23 65 gi 
teria; Firmicutes; Clostridia; Clostri 
2443814 2443856 23 65 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; 
2550614 2550656 23 65 gi 
Bacill 

gi 


pizizenii Bacteria; Firmicutes; 
2564442 2564476 23 7 


acteria; Firmicutes; Clostridia; 
2635073 2635119 23 69 gi 
8 16S ribosomal RNA, partial sequence 
2680476 2680514 21 59 gi 
acteria; Firmicutes; Lactobacillales; 
2870714 2870756 23 65 gi 


lales; Bacillaceae; Bacillus. 

2877038 2877080 23 65 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
3033389 3033431 23 65 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3065280 3065338 14 72 gi 
ain 1187 16S ribosomal RNA, partial se 
teria; Bacteroidetes; Sphingobacteria; 
3285882 3285924 23 


65 gi 


ridia; Clostridiales; Clostridiaceae; 
3302706 3302748 23 65 gi 
6S ribosomal RNA, 
lales; Salinicoccus. 

3305828 3305870 23 65 gi 
bacillales; Lactobacillaceae; Lactobac 
3419620 3419671 18 69 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


3535807 3535849 23 65 gi 
lales; Bacillaceae; Bacillus. 
3543616 3543658 23 65 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3545173 3545215 23 65 
somal RNA, complete sequence 
laceae; Bacillus. 

4009826 4009872 23 69 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
4055150 4055184 23 57 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
9131 9176 18 63 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


gi 


gi 


gi 


87752 87793 22 63 gi 
n A 0404 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 


253858 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


110724 110761 27 64 gi 
osomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Treponem 


n WN9 16S ribosomal RNA, partial seque 
Pae 


Plano: 


acteria; Gammaproteobacteria; Enteroba 
253858 Bacteria_16S 
train IDR2-2 16S ribosomal RNA, partia 


219857436 
nce 24314 
ni 
219857431 
quence 
diales; 
219857423 
e 24435 
microbium. 
219857343 
partial 

ales; 
219857291 
ia 
ridiales; 

219857234 
26348 
cteriales; 
219857202 
1 
Ca 
219856877 


6S ribosomal RNA, partial sequence 2870477 28720 


219856873 
quence 

e; Salimic 
219846900 
equence 
idiales; 
219846878 
quence 

Ss 


219846730 


16S ribosomal RNA, partial sequence 3285670 32871 
ostridiu 


cl 
219846719 


complete sequence 3302462 33040 


219846717 


6S ribosomal RNA, partial sequence 3305595 33071 


illus. 
219846631 
ence 34194 
nadales; 


219846552 


6S ribosomal RNA, partial sequence 3535585 35370 


219846547 


complete sequence 3543393 35448 


219846546 


3544949 35464 


219846216 


4009610 40110 


diomarinac 
219846183 


4054980 40563 
Halomonad 


265679057 
8961 
nadales; P 
265679004 
quence 
vobacteria 
265678988 


a. 


bacillus. 


cl 


Baci 


1 sequen 


sequence 
rnobacte 


Cc 


phingoba 


P 


ref |NR_025024.1 
10 2432897 Paenib 


ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_025011.1 
92 2445097 Plano: 


ref 
sequ 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref|NR_024696.1 


ref|NR_024692.1 

2876799 287831 
robium. 
NR_026492.1 
3033166 303464 
ridiaceae; C 
NR_026470.1 
3065078 306652 
cteriales; Flexi 


ref|NR_026322.1 


m. 
ref |NR_026311.1 
04 Salinicoccus 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026144.1 


ref|NR_026139.1 


ref|NR_026138.1 


ref|NR_025806.1 


Idiomarina 
NR_025773.1 


eae; 
ref 


aceae; Halomonas 
ref |NR_029365.1 

10291 Pseudo 
seudoalteromonad 


ref|NR_029312.1 
87607 88985 
les; Flavobacter 


54 Bacillus cohnii Bacteria; 


Paenibacillus 
acillus chinjuensis 


Clostridium 
3 Clostridium 
ostridium. 
Planomicrobium 


microbium koreense 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 
Eubacterium 
8 Eubacterium 
Eubacterium. 
Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Salimicrobium 
5 Salimicrobium 


Clostridium 
4 Clostridium 
lostridium. 

Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Salinicoccus roseus 


roseus Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Pseudoalteromonas 
alteromonas rubra 


aceae; 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Capnocytophaga 
Capnocytophaga 
iaceae; Capnocytophaga. 


ref|NR_029296.1 


Treponema maltophilum 


110499 111992 Treponema maltophilum Bacteria; 


253858 Bacteria_16S 358895 358928 26 59 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
253858 Bacteria_16S 360441 360474 26 59 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

253858 Bacteria_16S 429361 429394 26 59 gi|265678768|ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

253858 Bacteria_16S 443244 443285 23 64 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
253858 Bacteria_16S 570154 570203 23 72 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

253858 Bacteria_16S 635150 635183 26 59 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

253858 Bacteria_16S 636681 636714 26 59 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

253858 Bacteria_16S 1180685 1180726 23 64 gi|228717635|ref|NR_027565.1| Victivallis vadensis 


ATCC BAA-548 16S 
Bacteria; Lentisp 


253858 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


253858 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


253858 Bacteria_16S 
EY3860 16S ribosomal RNA, partial seq 


piechaudii strain 
piechaudii Bacter 


253858 Bacteria_16S 
vincentii ATCC 49256 16S ribosomal RNA, 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


253858 Bacteria_16S 


strain KMM 227 16 
Proteobacteria; 


strain DSM 12145 
Bacteroidetes; Sp 


253858 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


253858 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


253858 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


253858 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


253858 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


253858 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


253858 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


253858 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


G 
253858 Bacteria_16S 


ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1357688 1357729 23 64 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1466640 1466681 23 64 gi 
ibosomal RNA, partial sequence 
rochaetales; 


1471235 1471275 23 63 


gi 
ia; Proteobacteria; Betaproteobacteria 
1481914 1481955 23 64 gi 
vincentii ATCC 49256 Bacteria; Fusobac 
1546881 1546926 23 68 

S ribosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; I 
1717144 1717193 23 72 gi 


gi 


hingobacteria; 
1720219 1720260 23 


Sphingobacteriales; 
64 


Sph 
gi 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; 

2011102 2011151 6 55 

ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
2162876 2162909 31 64 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2253999 2254040 23 64 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


2367845 2367886 23 64 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2370838 2370879 23 64 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2372347 2372388 23 64 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2376876 2376917 23 64 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


1180467 11819 
Victivall 


228720055 


224581408 


1466484 14678 
Spirochaetaceae; Treponema. 


224581405 
uence 


, 
219878151 
partial 

teria; 


219857260 


1546665 15481 
omarinac 


di 
219878396 


16S ribosomal RNA, partial sequence 1716916 17183 
gobacter 


in 
219878394 


16S ribosomal RNA, partial sequence 1719990 17214 


cterium. 
219878188 


2010901 20124 
tomyceta 


nec 
219857626 
equence 
teria; Des 
219857563 
ence 22537 
id 


219857481 
sequence 

la 
219857479 


2370638 23720 


219857478 


2372144 23736 


219857475 


tial seque 
acteriales 


Burkhold 


Fus 


iales Fa 


smatacea 


22 Victivallis 
is. 
ref 
nce 
, Fu 
ref 


NR_027588.1 

135754 
sobacteriace 
NR_027189.1 


ref |NR_027186.1 

1471041 147236 
eriales; Alcalig 
ref |NR_025290.1 
sequence 148170 
obacteriales; Fu 


ref|NR_024891.1 


Idiomarina. 
NR_025535.1 


eae; 
ref 


iaceae; Pedobact 
ref |NR_025533.1 
59 Cetobacterium 


ref |NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_025215.1 
162629 216416 


ulfovibrionales; 


ND 


ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


ref|NR_025069.1 

2367647 236907 
e; Mycoplasma. 
ref|NR_025067.1 


ref|NR_025066.1 


ref 


vadensis ATCC BAA-548 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Cetobacterium somerae 
somerae Bacteria; 


Planctomyces maris 


maris Bacteria; 


es. 

Desulfovibrio 

3 Desulfovibrio 
Desulfovibrionaceae; 


Sporanaerobacter 
aerobacter acetigenes 


e Sedis; 


Mycoplasma 
5 Mycoplasma 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


NR_025063.1 


Mycoplasma columbinum 


2376676 2378132 Mycoplasma columbinum Bacteria; 


253858 Bacteria_ 


columbinasale str 
columbinasale Bac 


253858 Bacteria_ 


strain G122 16S r 
Tenericutes; Moll 


253858 Bacteria_ 


versutus strain AL2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; 
253858 Bacteria_ 
strain SHK-1 16S 
Proteobacteria; 


africanus strain 


africanus Bacteri 


Desulfovibrio. 


253858 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


253858 Bacteria_16S 
periodonticum str 


periodonticum Bac 


253858 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


253858 Bacteria_16S 
strain G145 16S r 


Tenericutes; Moll 


253858 Bacteria_16S 
leopharyngis stra 


Bacteria; Teneric 


253858 Bacteria_16S 
strain PU 16S rib 


Tenericutes; Moll 


253858 Bacteria_16S 
strain DD 16S rib 


Tenericutes; Moll 


253858 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; 


strain SRL4225 16 
Proteobacteria; D 


253858 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


253858 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


253858 Bacteria_16S 


nitratireducens s 
nitratireducens B 


253858 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


253858 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


253858 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


253858 Bacteria_16S 


Proteob 


D 


Clost 
253858 Bacteria_16S 
fimetarium strain 
fimetarium Bacter 
253858 Bacteria_16S 
carbinolicum stra 
carbinolicum Bact 
253858 Bacteria_16S 


Ba 
253858 Bacteria_16S 


16S 2378385 2378426 23 64 


gi 


16S 2379891 2379932 23 64 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2471142 2471182 23 63 gi 


gi 


16S 2713265 2713298 26 59 
ribosomal RNA, partial sequence 


gi 


3242104 3242145 23 64 


gi 


3275258 3275299 23 64 


gi 
ridia; Clostridiales; Eubacteriaceae; 
3276777 3276818 23 64 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; 
3281324 3281365 23 64 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
3604713 3604754 22 63 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; 


3618226 3618267 23 64 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3620988 3621029 23 64 gi 


fusiforme Bacteria; Fusobacteria; 
3691109 3691150 23 64 

ibosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
3782344 3782385 23 64 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3786783 3786824 23 64 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3857986 3858027 23 64 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3865626 3865659 31 64 gi 


Fuso. 
gi 


cteroidia; Bacteroidales; Porphyromona 
4064270 4064311 23 64 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


4090134 4090175 23 64 gi 


avobacteria; Flavobacteriales; Flavoba 
4091630 4091671 23 64 gi 
ain KMM 3903 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 
4172495 4172536 23 64 gi 


train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
4181720 4181761 23 64 gi 


n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 
4183204 4183245 23 64 gi 


n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
50127 50167 23 63 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; Desulfov 
66878 66918 23 63 gi 


ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 


Clostridia 


Clostrid 


Flavobact 


fusiforme strain SOR 16S ribosomal RNA, 


2379691 23811 


219857402 


ales; 
219857179 


2713036 27145 
eltaproteobacteria; Myxococcales; Enhy 
253858 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria; 


gromyxa. 
219846759 
quence 


v 


219846737 


6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 


Ac 
219846736 
equence 
les; 
219846733 
sequence 
iales; 
219846503 
sequence 
eria; 


219846493 
sequence 
Fu 
219846491 
partial 
ba 
219846443 


3690909 36923 


219846375 
ence 37821 
coplasma. 

219846372 


3786577 37880 


219846323 


3857775 38592 


219846318 


6S ribosomal RNA, partial sequence 3865370 38668 
Po 


daceae; 
219846176 


4064043 40655 
Desulfov 


’ 


219846159 


6S ribosomal RNA, partial sequence 4089922 40913 


cteriaceae 
219846158 
1 sequence 
lavobacter 
219846098 
1 sequence 
ridiales; 
219846089 
sequence 
sobacteria 
219846088 
quence 
ales; Pept 
265679030 
nce 49907 
ibrionales 
265679019 


asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 


24709 
Ecto 


Desulfov 


Eubac 


Eub 


Flav 


sobacter 


cteriale 


219857474|ref|NR_025062.1| Mycoplasma 

uence 2378183 2379640 Mycoplasma 
asmataceae; Mycoplasma. 
219857473|ref|NR_025061.1| Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


ref|NR_024990.1 
21 2472353 Thioal 


Thioalkalivibrio 
kalivibrio versutus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_024807.1| Enhygromyxa salina 
15 Enhygromyxa salina Bacteria; 


ref |NR_026351.1 
3241884 324339 
ibrionales; Desu 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


ref |NR_026329.1| Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref|NR_026095.1 
3604483 360597 
obacteriales; Fl 


Acetobacterium 
3 Acetobacterium 
bacterium. 

Acetobacterium 
0 Acetobacterium 
tobacterium. 

Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref |NR_026083.1 
sequence 362084 


Fusobacterium 
8 Fusobacterium 
erium. 

Fusobacterium 
0 3622170 Fusobacterium 
s; Fusobacteriaceae; Fusobacterium. 
ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref|NR_025966.1 
35 3783570 Mycopl 


Mycoplasma 
asma leopharyngis 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


ref|NR_025913.1| Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Desulfovibrio. 
ref|NR_025749.1| Maribacter orientalis 
60 Maribacter orientalis Bacteria; 
; Maribacter. 
ref|NR_025748.1 
4091411 409284 
iales; Flavobact 
ref|NR_025688.1 
4172278 417374 
Eubacteriaceae; 
ref|NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 
ref |NR_029327.1 
66694 68135 


Porphyromonas macacae 
macacae Bacteria; 


Desulfovibrio bastinii 
bastinii Bacteria; 


Maribacter 

9 Maribacter 
eriaceae; Maribacter. 
Garciella 

8 Garciella 
Garciella. 
Fusobacterium 

4 Fusobacterium 

ium. 

Tepidibacter 

8 Tepidibacter 

e; Tepidibacter. 
Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Sphingomonas 
Sphingomonas 


rs 


rs 


Sphingomonas. 
253858 Bacteria_ 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


253858 Bacteria_ 


strain CE40 16S r 


253858 Bacteria_ 


strain R-10 16S r 


Bacteroidetes; 
253858 Bacteria_ 


strain ST26 16S r 


Sp 


asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
16S 89251 89287 26 62 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
ain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
teria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 
16S 123113 123149 26 62 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
ibosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
16S 132199 132239 23 63 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
ibosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
hingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 
16S 138289 138321 26 58 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
ibosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


253858 Bacteria_ 


strain ST50 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


253858 Bacteria_ 


arborescens strai 
arborescens Bacte 
Microbacteriaceae; 


253858 Bacteria_ 


398 16S ribosomal 
Gammaproteobacter 


253858 Bacteria_ 


strain 40 16S rib 
G 


Proteobacteria; 
253858 Bacteria_ 


aerodenitrificans 
aerodenitrificans 


Microvirgula. 
253858 Bacteria_ 


strain ATCC 27760 
Firmicu 


Bacteria; 
253858 Bacteria_ 


strain MK (Kaplan 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 

253858 Bacteria_ 
subsp. 
subsp. 
253858 Bacteria_ 


strain DSB MGU 15 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


253858 Bacteria_ 


strain 941 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


253858 Bacteria_ 
strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
253858 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
253858 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


253858 Bacteria_16S 
nitratus s 
cerinus subsp. ni 
Microbacteriaceae 
253858 Bacteria_16S 


subsp. 


populi BJ001 16S 
Bacteria; 


strain CFBP 2022 
Proteobacteria; 


Actinobacteridae; 


253858 Bacteria_16S 


berkhoffii 
berkhoffii 


Proteob 
253858 Bacteria_16S 


G 
253858 Bacteria_16S 
J18 16S ribosomal 


16S 139818 139850 26 58 


ibosomal RNA, partial sequence 


gi 


16S 158084 158116 26 58 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Microbacterium. 

16S 173305 173345 23 
RNA, partial sequence 


63 gi 


16S 213258 213298 23 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
16S 248500 248540 23 63 gi 
strain Sgly2 16S ribosomal RNA, parti 


Bacteria; Proteobacteria; Betaproteob 


63 gi 


16S 308969 309009 23 63 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Rumino 
16S 316472 316504 31 63 gi 


) 16S ribosomal RNA, partial sequence 


16S 317954 317994 23 63 gi 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
16S 348629 348661 26 58 gi 
-6 16S ribosomal RNA, partial sequence 
16S 353007 353047 23 63 
bosomal RNA, partial sequence 


gi 


Hypho: 
16S 354466 354506 23 63 gi 
ribosomal RNA, partial sequence 
Hypho: 
355943 355983 23 63 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
376934 376966 26 58 gi 
complete sequence 
Actinomycetales; Micrococcineae; Micr 
401473 401505 26 58 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
; Agromyces. 

415535 415575 23 63 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
457127 457167 23 63 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
466122 466158 26 62 gi 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


139582 14105 


173054 174520 Vibri 
ia; Vibrionales; Vibrionaceae; Aliivib 


213019 21448 


352821 35423 


354284 35569 


355741 35715 


415329 41680 


16S ribosomal RNA, partial sequence 456977 45835 


465880 467346 Rothi 


ococcineae; 


265678969 
8 


ococcineae; 


265678957 
sequence 
Actinomyc 


265678947 
° 
rio. 

265678920 
4 
Marinomon 
265678896 
al sequenc 
acteria; N 


e 
ei 


265678854 
30877 
coccaceae; 
265678849 
31628 
kettsiacea 


4 


2 
e; 


265678848 
ial sequen 
bacteria; 
265678825 
34841 
ococcineae 
265678821 


ce 
Rh 


2 


, 


3 
microbiaceae 
265678820 
0 
microbiaceae 
265678818 
7 
Sphingomonad 


265678803 


obacteriac 
265678787 
artial seq 
obacterida 


ea 


ue 
e; 


265678777 
5 
les; Methylo 
265678746 
0 
seudomonadac 
265678740 
a 


ococcaceae; 


554869 554909 23 63 gi 


265678682 


ref 


ref 
etal 


ref 


ref 


as. 
ref 


ref 


Ruminococc 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


376697 378215 Agromyces 


ref 


ref 


ref 


ref 


ref 


Sanguibacteraceae; Sanguibacter. 
NR_029277.1]| Sanguibacter inulinus 
Sanguibacter inulinus Bacteria; 
Sanguibacteraceae; Sanguibacter. 
NR_029265.1| Microbacterium 

157869 159336 Microbacterium 


es; Micrococcineae; 


Vibrio fischeri strain 
ria; Proteobacteria; 


NR_029255.1 
fischeri Bacte 
NR_029228.1| Marinomonas vaga 
Marinomonas vaga Bacteria; 


NR_029204.1 
248268 249768 
sseriales; Nei 


Microvirgula 
Microvirgula 
sseriaceae; 


Ruminococcus callidus 
coccus callidus 


NR_029160.1 
310144 Rumino 
us. 
NR_029154.1 
317695 Ricket 


Rickettsieae; 


Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Agromyces hippuratus 
ces hippuratus Bacteria; 
Microbacteriaceae; Agromyces. 
NR_029126.1| Rhodoplanes roseus 
Rhodoplanes roseus Bacteria; 
Rhodoplanes. 
NR_029125.1| Rhodoplanes elegans 
Rhodoplanes elegans Bacteria; 
Rhodoplanes. 
NR_029123.1 


NR_029153.1 
317746 319177 
izobiales; Bar 
NR_029130.1 
349877 Agromy 


’ 


v 
Sphingopyxis terrae 
Sphingopyxis terrae Bacteria; 

aceae; Sphingopyxis. 

NR_029108.1| Agromyces ulmi strain 
ulmi Bacteria; Actinobacteria; 
Agromyces. 
NR_029092.1 
nce 401266 
Actinomycetal 


e; 
Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


NR_029082.1| Methylobacterium 
Methylobacterium populi BJ001 
bacteriaceae; Methylobacterium. 
NR_029051.1| Pseudomonas salomonii 
Pseudomonas salomonii Bacteria; 

eae; Pseudomonas. 

NR_029045.1| Rothia amarae strain 
amarae Bacteria; Actinobacteria; 
Rothia. 
NR_028987.1 


Pseudomonas trivialis 


strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


253858 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; 


strain BCH 16S ri 
Proteobacteria; 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


253858 Bacteria_16S 


strain CE2105 16S 


G 
253858 Bacteria_16S 


G 
253858 Bacteria_16S 


556411 556451 23 63 gi 
ammaproteobacteria; Pseudomonadales; P 
597069 597109 23 63 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
618517 618549 26 58 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


629080 629120 23 63 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


253858 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; 


strain CMS90 16S 


G 
253858 Bacteria_16S 


639756 639796 23 63 

ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
646017 646053 26 62 gi 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


253858 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


253858 Bacteria_16S 


VKM Ac-1800 16S r 


647547 647583 26 62 gi 
Actinomycetales; Micrococcineae; Micr 
755495 755527 26 58 gi 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


253858 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


strain HKU4 16S r 
Firmicutes; Lacto 


253858 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


253858 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


253858 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


253858 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


253858 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


253858 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


253858 Bacteria_16S 


strain JB-A2 16S 


Proteobacteria; G 


253858 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


253858 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


253858 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


253858 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


253858 Bacteria_16S 


763053 763093 23 63 
ribosomal RNA, partial sequence 


gi 


775424 775472 15 63 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
806060 806096 26 62 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

829043 829083 23 63 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
895530 895570 23 63 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
940413 940445 31 63 gi 


hingobacteria; Sphingobacteriales; Chi 
965181 965221 23 63 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


994415 994449 23 57 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

1000547 1000587 23 63 

ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1002072 1002112 23 63 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1056809 1056849 23 63 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


gi 


1059864 1059900 26 62 gi 


rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1061390 1061422 31 63 gi 


758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1085220 1085256 26 62 gi 


265678681 


6S ribosomal RNA, partial sequence 556201 55769 
seudomonad 


265678654 


596871 59824 


matiaceae; 
265678639 
ce 61837 
ales; Micr 


265678631 


628893 63029 


Rhodospiri 
265678624 


639529 64105 
seudomonad 


265678620 


645783 64725 


ococcineae 
265678619 


somal RNA, partial sequence 647310 648789 Kocur 


ococcaceae 
265678542 


755262 75674 


ococcineae 
265678537 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 
253858 Bacteria_16S 


265678529 


775183 77669 


occus. 
265678508 
ce 80584 
ulfobacter 


265678493 
82878 
Selenomon 

265678447 


16S ribosomal RNA, partial sequence 895318 89680 


rkholderia 
265678418 


6S ribosomal RNA, partial sequence 940206 94166 


tinophagac 
265678401 
1 sequence 


265678381 
al sequenc 
tridiales; 


265678377 


1000320 10017 


ciricketts 
265678376 


1001834 10033 


ocyclaceae 
265678339 
al sequenc 
eria; Rhiz 


265678337 
uence 

i; Thermal 
265678336 
ce 10611 
iales; Chi 
265678319 


eobacteria; 


ref|NR_028986.1| Pseudomonas poae 
2 Pseudomonas poae Bacteria; 
aceae; Pseudomonas. 

ref|NR_028959.1| Thiobaca trueperi 
0 Thiobaca trueperi Bacteria; 
Thiobaca. 
ref|NR_028944.1 
1 619715 Microb 
ococcineae; Micr 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


ref|NR_028936.1| Roseospira marina 

8 Roseospira marina Bacteria; 

llaceae; Roseospira. 

ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 

ref|NR_028925.1] Arthrobacter roseus 

9 Arthrobacter roseus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_028924.1| Kocuria polaris strain 
ia polaris Bacteria; Actinobacteria; 

; Kocuria. 
ref|NR_028846.1| Agromyces albus strain 
7 Agromyces albus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_028841.1| Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 

ref|NR_028833.1| Streptococcus sinensis 
4 Streptococcus sinensis Bacteria; 


’ 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref |NR_028796.1 
3 830273 Seleno 
as. 
ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 

ceae; Pandoraea. 


ref |NR_028720.1 


Selenomonas noxia 
monas noxia Bacteria; 


Chitinophaga pinensis 

3 Chitinophaga pinensis Bacteria; 

eae; Chitinophaga. 

ref|NR_028703.1| Salinivibrio costicola 
964933 966480 Salinivibrio costicola 

; Vibrionales; Vibrionaceae; 
Acidaminobacter 
Acidaminobacter 

amily XII. Incertae 


ref |NR_028683.1 
e 994185 995652 
Clostridiales F 


ref|NR_028679.1| Thiomicrospira frisia 
83 Thiomicrospira frisia Bacteria; 
iaceae; Thiomicrospira. 

ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 

; Azovibrio. 
ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Chitinophaga 
ophaga japonensis 
hitinophaga. 
Streptomyces tauricus 


ref |NR_028639.1 

1059624 106111 
es; Thermaceae; 
ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_028621.1 


strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomycetaceae; Streptomyces. 


253858 Bacteria_16S 


psychrophila stra 
Proteob 


Bacteria; 


253858 Bacteria_16S 


strain TO-931 16S 
Clost 


Firmicutes; 


253858 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


253858 Bacteria_16S 


strain D2-18 16S 
Firmicutes; 


Clost 


253858 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 


Microbacterium. 


253858 Bacteria_16S 


shabanensis strai 


shabanensis Bacteria; 


Salinisphaera. 


253858 Bacteria_16S 


witflariensis str 


witflariensis Bac 
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strain S-3 16S ri 
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253858 Bacteria_16S 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
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ridia; 


osomal 

ribosomal RNA, 

ridia; 
76 16S 
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cales; 
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Clostridiales Family 
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ref |NR_027203.1 
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Microbacterium 
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Sphingopyxis 


1141076 1142557 Sphingopyxis 
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7 Microbacterium 
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Sphingobium. 


Pseudomonas marginalis 
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tae Sedis; 


Marinobacter 


253858 Bacteria_16S 1463653 1463685 31 63 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
253858 Bacteria_16S 1492473 1492513 23 63 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

253858 Bacteria_16S 1517870 1517910 23 63 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

253858 Bacteria_16S 1519382 1519422 23 63 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

253858 Bacteria_16S 1572218 1572258 23 63 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 
253858 Bacteria_16S 1625591 1625627 26 62 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

253858 Bacteria_16S 1640738 1640778 23 63 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

253858 Bacteria_16S 1642300 1642340 23 63 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

253858 Bacteria_16S 1643861 1643901 23 63 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 1645153 Pseudomonas antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

253858 Bacteria_16S 1697295 1697327 26 58 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

253858 Bacteria_16S 1733846 1733886 23 63 gi|219878385|ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
253858 Bacteria_16S 1771718 1771754 26 62 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
253858 Bacteria_16S 1773216 1773252 26 62 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

253858 Bacteria_16S 1843416 1843452 21 57 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

253858 Bacteria_16S 1859960 1860000 23 63 gi|219878294|ref|NR_025433.1| Alteromonas 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 
stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Alteromonas. 

253858 Bacteria_16S 1883000 1883040 23 63 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

253858 Bacteria_16S 1884580 1884620 23 63 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

253858 Bacteria_16S 1948289 1948321 26 58 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

253858 Bacteria_16S 1963459 1963499 23 63 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

253858 Bacteria_16S 1969406 1969438 31 63 gi|219878215|ref|NR_025354.1| Azospirillum 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 

253858 Bacteria_16S 2014089 2014129 23 63 gi| 219878186 |ref|NR_025325.1| Hyphomonas polymorpha 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

253858 Bacteria_16S 2055134 2055170 26 62 gi|219878154|ref|NR_025293.1| Streptomyces 
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253858 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


253858 Bacteria_16S 


strain JSS-26 16S 
Proteobacteria; A 


253858 Bacteria_16S 
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2172127 2172167 23 63 gi 

16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2173581 2173617 26 62 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2187246 2187286 23 63 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2196339 2196375 21 57 gi 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; Lactob 
2223454 2223490 26 62 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
Pr. 


63 gi 
en 
na 


se 


se 


s 
e; 


gi 


io 


se 
ac 


en 
te 


2229614 2229654 23 63 gi 
ain HKU1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Betaproteobacte 
2289231 2289271 23 63 gi 


qu 
ri 


ridia; Clostridiales; Lachnospiraceae; L 
2295216 2295256 23 63 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2320966 2321006 23 63 gi 
1 16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2387540 2387576 26 62 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2399629 2399669 23 63 gi 
strain CM2 16S ribosomal RNA, partial 

Bacteria; Proteobacteria; Alphaproteob 


ne 


se 


nc 
S; 


se 
ac 


2448397 2448433 21 57 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2458941 2458981 23 63 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2493622 2493658 26 62 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 


ia 
Ca 
Sp 


ue 
e; 


253858 Bacteria_16S 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 


219878142 


ae 
219878133 
2084014 20854 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
253858 Bacteria_16S 


ne 
219878121 
2100672 21021 
teobacteria; Alteromonadales; Alt 
219873437 
2108290 21097 
219857657 
qu 
219857643 
219857621 
219857620 


219857619 


219857607 
2187032 21885 


219857601 


219857583 


219857579 


219857539 
6S ribosomal RNA, partial sequence 2288984 22904 


219857533 
2295034 22964 
219857515 


219857468 


219857460 


219857420 


219857410 
2458757 24601 


219857387 


ref|NR_025281.1 


20717 
Prevot 


, 


ella 
ref 


NR_025272.1 


tonella. 
NR_025260.1 


Bar 
ref 


llaceae; 


eromonadacea 


ref 


e; 
NR_026099.2 
ostridium. 
ref|NR_025246.1 
115900 211739 


nadales; 


is} 


ence 
Alteromo 


ref|NR_025232.1 
ce 2137073 2138564 Micro 
dales; Alteromonadaceae 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibr 
ref|NR_025209.1 
00 2173400 Cellv 
aceae; Cellvibr 
ref|NR_025208.1 
equence 2173451 217485 
Actinomycetales; Coryn 


21703 
udomonad 


21719 
udomonad 


ref|NR_025196.1 


nellaceae; Legionella. 
ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 
ref|NR_025171.1 
20 2224715 Thermo 


Thermodesulfobac 


quence 
illaceae 


ce 22232 
riales; 


ence 
a; Neisseria 


ref 


les; Nei 
NR_025127.1 


teri 
ref 


achnobac um. 


NR_025121.1 


Bartonella 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
NR_025048.1 
2399427 240087 
hizobiales; Hyph 


llaceae; 


23207 
udomonad 
e 23873 
Thermoa 


quence 
teria; R 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref|NR_024975.1 
nce 2493400 249486 
Actinomycetales; Microc 


1 sequen 
rnobacte 


hingomon 


2520892 2520932 23 63 gi 


219857363 


ref |NR_024951.1 
2520665 252209 


29 2073175 Prevot 


b 
; 


i 
i 


i 


e 


Streptomycineae; 


Prevotella enoeca 
ella enoeca Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromon 


as. 
Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Microbulbifer 
ulbifer salipaludis 
Microbulbifer. 
Cellvibrio fulvus 
brio fulvus Bacteria; 
O°. 
Cellvibrio vulgaris 
brio vulgaris Bacteria; 
Ox 

Rhodococcus 
9 Rhodococcus 
bacterineae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Lactobacillus 
0 Lactobacillus 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Pseudomonas brenneri 

monas brenneri Bacteria; 

as. 

Thermoanaerobacter 

anaerobacter yonseiensis 

; Thermoanaerobacter. 
Hyphomicrobium 

3 Hyphomicrobium 

omicrobiaceae; 


Alkalibacterium 

1 Alkalibacterium 
acterium. 

Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Tetrasphaera 
9 Tetrasphaera 
occineae; 


Pseudomonas 
4 Pseudomonas 


thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


253858 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


253858 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


253858 Bacteria_16S 


strain VP-6 16S r 


2522372 2522412 23 63 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2528443 2528483 23 63 gi 
ammaproteobacteria; Pseudomonadales; P 
2537387 2537427 23 63 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


253858 Bacteria_16S 


strain VP-5 16S r 


2538791 2538831 23 63 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


253858 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
253858 Bact 
strain CIP 104664 
Bacteria; Proteob 
253858 Bact 
strain CIP 104883 
Bacteria; Proteob 
253858 Bact 
strain CIP 105460 
Bacteria; Proteob 


253858 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


253858 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


253858 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


253858 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


253858 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


253858 Bacteria_16S 


A1-17B 16S riboso 
Actinobacteridae; 


eria_16 


eria_16 


eria_16 


2555197 2555237 23 63 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
Ss 2581209 2581249 23 63 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
Ss 2582779 2582819 23 63 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
Ss 2596752 2596792 23 63 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2650440 2650480 23 63 gi 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2651971 2652011 23 63 gi 
ibosomal RNA, partial sequence 


2672864 2672900 21 57 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2731611 2731647 21 57 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 

2740441 2740492 18 69 gi 
S ribosomal RNA, partial sequence 


gi 


2744955 2744991 26 
mal RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


62 gi 


253858 Bacteria_16S 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


253858 Bacteria_16S 


strain JCM 9373 1 
Actinobacteria; A 
Planomonospora. 


253858 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


253858 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


253858 Bacteria_16S 


strain JCM 3166 1 
Actinobacteria; A 
Planobispora. 


253858 Bacteria_16S 


parontospora subs 


Planomonospora parontospora subsp. 


Actinomycetales; 


2752212 2752248 26 62 gi 
JCM 9374 16S ribosomal RNA, partial se 
eae; Planomonospora. 


2753708 2753744 26 62 gi 


ctinobacteridae; Actinomycetales; Stre 


2791501 2791541 23 63 gi 
ridia; Clostridiales; Lachnospiraceae; 
2818546 2818582 26 62 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 

2820039 2820075 26 


62 gi 


ctinobacteridae; Actinomycetales; Stre 


2821533 2821569 26 62 gi 


p- antibiotica strain JCM 3094 16S rib 


Streptosporangineae; Streptosporangiac 


253858 Bacteria_16S 


2838190 2838222 26 58 gi 


2740223 27 
ammaproteobacteria; Alteromonadales; Alt 


2744758 2746095 Ro 


a; Actinobacteria; Actinobacteridae; Act 


219857362 
sequence 
teria; Pse 


219857358 


16S ribosomal RNA, partial sequence 2528225 25296 


seudomonad 
219857352 


2537193 25385 


yphomonada 
219857351 


2538597 25399 


yphomonada 
219857340 
25549 
nadales; P 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857270 
25965 
nadales; P 
219857224 


2650247 2651682 Azosp 


pira. 
219857223 


2651733 26532 
etaproteobacteria; Rhodocyclales; Rhod 


ocyclaceae 
219857207 
e sequence 
actobacill 
219857166 
sequence 
Carnobacte 
219857160 
416 
eromonad 
219857157 
thi 
ococcaceae 
219857151 
quence 

inomycet 


219857150 


6S ribosomal RNA, partial sequence 2753496 27549 


ptosporang 


219857122 


16S ribosomal RNA, partial sequence 2791299 27926 


Coprococc 
219856911 
1 sequence 
e; Actinom 


219856910 


6S ribosomal RNA, partial sequence 2819828 28212 


ptosporang 


219856909 
osomal RNA 


eae; Plano 
219856898 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ref|NR_024946.1| Pseudomonas fragi 

82 Pseudomonas fragi Bacteria; 

aceae; Pseudomonas. 

ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas 
ref|NR_024939.1| Hyphomonas hirschiana 
30 Hyphomonas hirschiana Bacteria; 
ceae; Hyphomonas 
ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref |NR_024852.1 
ira oryzae Bacte 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 

Azospira oryzae strain 
ria; Proteobacteria; 


ref|NR_024851.1| Azoarcus indigens 
16 Azoarcus indigens Bacteria; 
; Azoarcus. 
ref |NR_024835.1 
2672606 267416 
aceae; Lactobaci 
ref|NR_024794.1 
2731401 273285 
riaceae; Marinil 
ref |NR_024788.1 


Lactobacillus 
4 Lactobacillus 
llus. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Agarivorans albus 


76 Agarivorans albus Bacteria; 

aceae; Agarivorans. 

ref|NR_024785.1| Rothia aeria strain 

a aeria Bacteria; Actinobacteria; 

; Rothia. 

ref|NR_024779.1| Planomonospora 
2752000 2753445 Planomonospora 

ales; Streptosporangineae; 

ref|NR_024778.1| Planomonospora alba 


39 Planomonospora alba Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_024750.1] Coprococcus catus 
13 Coprococcus catus Bacteria; 

us. 
ref|NR_024732.1 
2818334 281977 
ycetales; Strept 


Planomonospora 
7 Planomonospora 
osporangineae; 


ref|NR_024731.1 
70 Planobispora 
ineae; Streptos 


Planobispora rosea 
rosea Bacteria; 
porangiaceae; 


ref 
pa 


NR_024730.1 
rtial sequen 


Planomonospora 
ce 2821321 2822766 


’ 


antibiotica Bacteria; Actinobacteria; Actinobacteridae; 


mono 
ref 


spora. 
NR_024717.1 


Agromyces bracchium 


strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


253858 Bacteria_16S 


strain IFO 16235 


cineracea strain 
cineracea Bacteri 


strain ATCC 70069 
Firmicutes; 


253858 Bacteria_16S 
train FPC951 16S ribosomal RNA, partial 
plecoglossicida Bacteria; 


plecoglossicida s 


Pseudomonas. 


253858 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


253858 Bacteria_16S 


strain IFO 13613 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


253858 Bacteria_16S 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 


253858 Bacteria_16S 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


Microbacterium. 


253858 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


253858 Bacteria_16S 


strain 801 16S ri 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


253858 Bacteria_16S 
train DSM 8609 16S ribosomal RNA, partial sequen 
acteria; Actinobacteria; Actinobacteridae; 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


253858 Bacteria_16S 


strain TA68 16S r 


resistens strain 
resistens Bacteri 
Microbacterium. 


253858 Bacteria_16S 


strain DSM 44267 
strain CE2203 16S 
Proteobacteria; G 


strain IFO 10550 
Proteobacteria; A 


253858 Bacteria_16S 


strain IFO 15498 
Proteobacteria; A 


253858 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; 


Clostridia; 


2839752 2839784 26 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
253858 Bacteria_16S 
SK-3255 16S ribosomal RNA, 
a; Actinobacteria; Actinobacteridae; Act 
Streptomycetaceae; 
253858 Bacteria_16S 


2842789 2842825 26 
Kitasatospora. 
2845922 2845954 31 


Clostridiales; 
2919741 2919781 23 


Proteobacteria; 
2921322 2921362 23 


Firmicutes; 
2928731 2928771 23 


ria; 


2955906 2955938 26 


; Microbacterium. 
2957365 2957397 26 


2958825 2958857 26 


2971071 2971111 23 
eria; Proteobacteria; 


3006203 3006239 26 


3057807 3057847 23 


ria; Proteobacteria; 


3068205 3068237 26 


; Microbacterium. 
3092252 3092288 26 


3114828 3114860 26 


3152452 3152488 26 


3172266 3172306 23 


3208754 3208794 23 


lphaproteobacteria; 
3210246 3210286 23 


lphaproteobacteria; 
3217850 3217890 23 


3313256 3313296 23 


Clostridia; 


58 


62 


63 


7 16S ribosomal RNA, partial sequence 
Clostridiales Family XIII. 


63 


63 


n GA195 16S ribosomal RNA, partial sequence 
Clostridiales; 


63 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 
253858 Bacteria_16S 
rain IFO 14548 16S ribosomal RNA, partial sequence 2955705 295711 
cteria; Actinobacteria; Actinobacteridae; 


58 


58 


58 


63 


in LMG 2274 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


62 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
253858 Bacteria_16S 
n DSM 2873 16S ribosomal RNA, partial 


63 


Gammaproteobacteria; 


58 


62 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
253858 Bacteria_16S 
DMMZ 1710 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Actinomycet 


58 


62 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
253858 Bacteria_16S 


63 


ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
253858 Bacteria_16S 


63 


16S ribosomal RNA, partial sequence 3208570 32100 
Sphingomonadales; 


63 


16S ribosomal RNA, partial sequence 3210062 32115 
Sphingomonadales; 


63 


ribosomal RNA, partial sequence 
Sphingobacteria; 
253858 Bacteria_16S 


Sphingobacteriales; Flammeovirgac 


63 


complete sequence 


gi|219856897 


gi|219856895 


219856893 
28456 


gi 


gi| 219856843 


gi| 219856842 


gi|219856837 


gi|219856819 


gi|219856818 


gi|219856817 


gi| 219846942 


gi| 219846919 
3005987 30074 


219846883 
sequence 
Aeromo 


gi 


gi|219846876 


Actin 


gi| 219846860 
3092041 30935 


gi|219846845 


gi| 219846820 


gi|219846806 
3172065 31735 
gi| 219846782 
Sphingomon 
gi| 219846781 
Sphingomon 
gi| 219846775 
3217640 32191 


inomycetales; 


sequence 
Gammaproteobacteria; 


Eubacteriaceae; 


Actinomycetales; 


Pseudomonadales; 


ref |NR_024716.1 


ref|NR_024714.1 


ref|NR_024712.1 


Incertae Sedis; 
ref|NR_024662.1 


ref|NR_024661.1 
2921059 292256 


ref |NR_024656.1 
56 Terasakiella 


ref|NR_024638.1 


ref |NR_024637.1 
2957165 295857 


ref|NR_024636.1 
2958622 296006 
les; 


ref |NR_026534.1 
2970861 297232 


ref|NR_026511.1 
; Microbacteriac 
ref|NR_026475.1 

3057592 305905 
nadales; 


ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 
ref|NR_026452.1 
; Micrococcaceae 
ref |NR_026437.1 

3114620 311608 
ales; Micrococci 


ref|NR_026412.1 


ref |NR_026398.1 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026367.1 


eae; Thermonema. 


gi| 219846711 


vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


ref |NR_026303.1 
3313036 331453 


Agromyces luteolus 


12 Agromyces luteolus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Kitasatospora 


2842551 2844065 Kitasatospora 
Streptomycineae; 


Mogibacterium vescum 


66 2847142 Mogibacterium vescum Bacteria; 


Mogibacterium. 
Pseudomonas 


2919511 2921008 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 


Eubacterium 
6 Eubacterium 


Eubacterium. 


Terasakiella pusilla 


pusilla Bacteria; 


Microbacterium 
4 Microbacterium 


Micrococcineae; 


Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Succinimonas 
3 Succinimonas 


Succinivibrionaceae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Microbacterium 

0 Microbacterium 

neae; Microbacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
; Intrasporangiaceae; 


Terracoccus. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas . 
Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Desulfovibrio 
8 Desulfovibrio 


253858 Bacteria_ 
strain DSM 44140 


253858 Bacteria_ 


marismortui strai 
marismortui Bacte 


Chromohalobacter. 
253858 Bacteria_ 
strain DSM 20167 


strain DSM 20119 


strain ATCC 33048 
Bacteria; 


Firmicu 
253858 Bacteria_1 
polychromogenes s 
polychromogenes B 


16S 3320890 3320926 26 62 gi 


16S 3384960 3385000 23 63 gi 


ria; Proteobacteria; 


16S 3399963 3399999 26 62 gi 


6S 3401489 3401525 26 62 gi 


6S 3410698 3410730 31 63 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; 
6S 3463012 3463048 26 


62 gi 


Micrococcaceae; Arthrobacter. 


253858 Bacteria_1 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_1 
bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 
253858 Bacteria_16S 


strain DSM 43045 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


253858 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 
253858 Bacteria_16S 


imperiale strain 


imperiale Bacteri 


Microbacterium. 


253858 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


253858 Bacteria_16S 


strain CNS 2-75 1 


6S 3473669 3473705 26 
16S ribosomal RNA, 


62 gi 
complete sequence 
6S 3485781 3485817 26 62 gi 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3503839 3503871 26 


v 


58 gi 


3506888 3506920 26 58 gi 
DSM 20166 16S ribosomal RNA, partial s 


3508409 3508441 26 58 gi 


; Microbacterium. 


3509931 3509963 26 58 gi 
DSM 20530 16S ribosomal RNA, partial s 


3662258 3662298 23 63 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3683503 3683543 23 63 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


253858 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; 


funditum strain p 
Bacteria; Firmicu 


253858 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


253858 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


253858 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


253858 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


253858 Bacteria_16S 


G 
253858 Bacteria_16S 


3797349 3797389 23 63 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3811007 3811043 21 57 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3830953 3830985 31 63 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3851943 3851983 23 63 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3905620 3905660 23 63 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


gi 


3920609 3920645 26 62 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
3938811 3938851 23 


63 gi 


n ATCC 17056 16S ribosomal RNA, partia 
Gammaproteobacter 


Clostridiales; Veillo 


train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


n DSM 40581 16S ribosomal RNA, partial 


in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


1 


oc 


‘cr 


s 


oc 


2 
1 
7 


al 
te 


LL 
ci 


e; 


en 
co 


qu 
id 


qu 
er 


al 


ne 


ia 


oc 


ne 


da 


ne 


eq 
a; Actinobacteria; Actinobacteridae; Act 


eq 
a; Actinobacteria; Actinobacteridae; Act 


v 


e; 


ce 


ia; 


es; 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
219846659 
sequence 


Oceano 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_1 


occineae 
219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_1 


occineae 
219846637 


34104 


llaceae; 
219846600 
al seque 
Actin 


219846593 


34734 


bacterin 
219846585 
equence 
Actinomyc 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 


occineae 
219846571 
uence 

inomycet 


19846570 
sequence 
Actinomy 


219846569 
uence 
inomycet 


219846463 
sequenc 
ria; Alt 
219846448 
6S ribosomal RNA, partial sequence 3683303 36847 
aceae; 
219846364 
3797117 37986 
ricketts 
219846355 


ie} 


38107 


Carnoba 
219846341 


38307 


ccaceae; 
219846327 
ence 
iales; 
219846291 
ence 


R 


Pseu 


219846280 


39203 
Stre 


219846266 


ref|NR_026297.1| Gordonia hirsuta 

44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref|NR_026251.1] Chromohalobacter 
3384746 3386168 Chromohalobacter 

spirillales; Halomonadaceae; 


Arthrobacter sulfureus 
13 Arthrobacter sulfureus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026236.1] Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026229.1| Dialister pneumosintes 
52 3411955 Dialister pneumosintes 
Dialister. 
ref|/NR_026192.1 
nce 346278 
omycetales; Micr 


ref |NR_026237.1 


’ 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Streptomyces 

66 Streptomyces 
mycineae; 


ref|NR_026185.1 
44 3474924 Rhodo 
eae; iace 
ref 
etal 


es; Str 


ref|NR_026165.1] Agromyces ramosus 
04 Agromyces ramosus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_026163.1| Microbacterium 
3506673 3508141 Microbacterium 
ales; Micrococcineae; Microbacteriaceae; 


v 


Microbacterium 
5 Microbacterium 
ccineae; 


NR_026162.1 
3508192 350966 
cetales; Microco 


ref|NR_026161.1 
3509716 351118 


ales; Micrococci 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 
ref|NR_025946.1| Carnobacterium 
56 3812276 Carnobacterium funditum 
cterium. 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref|NR_025917.1 
3851732 385319 
uminococcaceae; 
ref|NR_025881.1 
3905392 390691 
domonadales; Pse 


Colwellia 

6 Colwellia 
lwelliaceae; Colwellia. 
Ochrobactrum anthropi 
anthropi Bacteria; 


Ruminococcus 
coccus flavefaciens 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


ref |NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


extorquens strain TK 0001 16S ribosomal RNA, complete sequence 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


Methylobacterium. 


ref|NR_025856.1| Methylobacterium 
3938625 3940031 Methylobacterium 


253858 Bacteria_16S 


strain 2761 16S 
Proteobacteria; 


strain NCIMB 1176 
Bacteria; 


strain NCIMB 8628 
Bacteroidetes; 


strain TF-22T 16S 
Proteobacteria; 


strain CPJVR-H 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
253858 Bacteria_16S 


olivochromogenes 
olivochromogenes 
Streptomycetaceae 


253858 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


253858 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


253858 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


253858 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


253858 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


253858 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


253858 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


253858 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


253858 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


253858 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


253858 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; G 


253858 Bacteria_16S 


DSM 14365 16S rib 
Bacteria; Proteob 


253858 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


253858 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


253858 Bacteria_16S 


strain MIT 97-507 


B 


Proteob 
253858 Bacteria_16S 


Sp 
253858 Bacteria_16S 
strain 20-5 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 


G 
253858 Bacteria_16S 


3964046 3964086 23 63 
ribosomal RNA, partial sequence 


gi 


3968546 3968586 23 63 gi 
2 16S ribosomal RNA, partial sequence 


3978573 3978613 23 63 gi 
16S ribosomal RNA, partial sequence 
hingobacteria; 
4023428 4023460 26 58 
ibosomal RNA, partial sequence 


gi 


4044698 4044738 23 63 
ribosomal RNA, partial sequence 


gi 


4126295 4126331 26 62 
S ribosomal RNA, partial sequence 


gi 


Stre 
4201263 4201299 26 62 gi 
strain DSM 40451 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

4240663 4240703 23 63 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
275512 275543 26 57 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
295286 295317 26 57 gi 


, 


psilonproteobacteria; Campylobacterale 
441748 441779 26 57 gi 
strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


547161 547212 18 69 gi 
train KMM 3635 16S ribosomal RNA, part 


acteria; Actinobacteridae; Actinomycet 


790768 790819 18 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
1127658 1127689 26 57 gi 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


69 gi 


1151849 1151900 18 69 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1209442 1209473 26 57 gi 
osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1280036 1280067 26 57 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


1756800 1756851 18 69 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
2292242 2292273 26 57 gi 
5c 16S ribosomal RNA, partial sequence 


gi 


acteria; Alphaproteobacteria; Rhodospi 


Sphingobacteriales; Fle 


ammaproteobacteria; Alteromonadales; Alt 


219846249 


3963836 39652 
etaproteobacteria; Rhodocyclales; Rhod 
253858 Bacteria_16S 


4023267 40246 
occineae 


oc 
219846190 


4044490 40459 
eromonad 


219846132 


4126077 41275 
omycinea 


pt 
219846074 
rt 


idae; 


219846041 
ce 42404 


265678876 


275297 27676 
Helicob 


S; 
265678863 


6S ribosomal RNA, partial sequence 295056 29653 
Helicob 


Ss; 
265678760 

sequence 

idae; 


265678687 


ales; Prop 


265678518 


complete sequence 790537 79204 


sychromona 
253680771 
1 sequence 
ria; 


253680755 


1151622 11530 


sychromona 
228715350 


1209193 12106 


ales; Nann 
219846091 


1279854 12812 


ales; Prop 


219878367 


1756574 17580 


sychromona 
219857536 
22920 


ial sequ 
Acti 


les; Methy 


Bifi 


ial sequen 


Campy 


ref |NR_025839.1| Rhodocyclus tenuis 
95 Rhodocyclus tenuis Bacteria; 


ocyclaceae; Rhodocyclus. 

219846246|ref|NR_025836.1| Phaeospirillum fulvum 
3968366 3969766 Phaeospirillum fulvum 

rillales; Rhodospirillaceae; Phaeospirillum. 

219846239 |ref|NR_025829.1| Cytophaga aurantiaca 
3978437 3979693 Cytophaga aurantiaca Bacteria; 

xibacteraceae; Cytophaga. 

219846207 |ref|NR_025797.1| Agromyces salentinus 


47 Agromyces salentinus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_025780.1| Alteromonas litorea 
45 Alteromonas litorea Bacteria; 
aceae; Alteromonas. 

ref|NR_025722.1| Streptomyces africanus 
64 Streptomyces africanus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025664.1| Streptomyces 

ence 4201082 4202529 Streptomyces 
nomycetales; Streptomycineae; 


Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Helicobacter bilis 


ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref |NR_029182.1 
1 Helicobacter bilis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029169.1| Helicobacter mustelae 
6 Helicobacter mustelae Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029065.1| Bifidobacterium 
441527 442954 Bifidobacterium 
dobacteriales; Bifidobacteriaceae; 


ref|NR_028992.1 
ce 546976 548458 


Pseudoalteromonas 
Pseudoalteromonas 


acteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

676145 676176 26 57 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
bosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
nergistia; Synergistales; Synergistaceae; Anaerobaculum. 

692759 692810 17 68 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
ibosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 

704605 704636 26 57 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 


ionibacterineae; Nocardioidaceae; 
ref|NR_028821.1| Psychromonas arctica 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 

ref|NR_028019.1| Helicobacter 

127427 1128907 Helicobacter 


lobacterales; Helicobacteraceae; 


R 


ref|NR_028003.1| Psychromonas kaikoae 
67 Psychromonas kaikoae Bacteria; 
daceae; Psychromonas. 

ref|NR_027522.1| Haliangium ochraceum 
99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_025681.1| Aeromicrobium marinum 
10 Aeromicrobium marinum DSM 15272 
ionibacterineae; Nocardioidaceae; 


’ 


Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
daceae; Psychromonas. 

ref|NR_025124.1| Helicobacter aurati 
20 2293474 Helicobacter aurati Bacteria; 


ref|NR_025506.1 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


253858 Bacteria_16S 2331475 2331506 26 57 gi 
canadensis strain NLEP-16143 16S ribosomal RNA, partial 
canadensis Bacteria; Proteobacteria; Epsilonproteobacte 
Helicobacter. 

253858 Bacteria_16S 


s 
ri 
2442274 2442325 18 


69 gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; She 
253858 Bacteria_16S 2534536 2534567 26 57 gi 


capsulata strain Ben 108 16S ribosomal RNA, partial seque 


capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioidaceae; Friedmanniella. 

253858 Bacteria_16S 2562937 2562968 26 57 gi| 219857335 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequen 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; C 
Helicobacter. 

253858 Bacteria_16S 2587507 2587538 26 57 gi| 219857276 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioidaceae; Friedmanniella. 

253858 Bacteria_16S 2656403 2656434 26 57 gi| 219857219 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actin 
Nocardioidaceae; Nocardioides. 

253858 Bacteria_16S 2671339 2671370 26 57 gi| 219857208 


strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 26725 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
253858 Bacteria_16S 2827596 2827627 31 62 gi| 219856905 


strain IHB1 16S r 
Thermotogae; Ther 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 


219857508 


219857424 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 


219857354 


2827347 28288 


equence 
a; Campy 


wanellac 


nce 


253858 Bacteria_16S 2968025 2968056 26 57 gi| 219846945 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Propionibacteriaceae; Microlunatus. 

253858 Bacteria_16S 2969552 2969583 26 57 gi|219846944 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Nocardioidaceae; Friedmanniella. 

253858 Bacteria_16S 3012171 3012202 26 57 gi|219846915 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Nocardioidaceae; Marmoricola. 

253858 Bacteria_16S 3116342 3116393 18 69 gi|219846844 
antarctica strain star-1 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alterom 
Psychromonas. 

253858 Bacteria_16S 3211755 3211786 26 57 gi| 219846780 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequenc 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Cam 
Helicobacter. 

253858 Bacteria_16S 3422582 3422633 18 69 gi| 219846629 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequen 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alte 
Pseudoalteromonas. 

253858 Bacteria_16S 3537364 3537406 23 65 gi|219846551 


strain DSM 8722 1 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 3634734 3634765 26 57 gi 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
253858 Bacteria_16S 3646920 3646951 26 57 gi 
strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
253858 Bacteria_16S 3697094 3697125 26 57 gi 
strain LRB 8581 1 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
253858 Bacteria_16S 3801848 3801879 26 57 gi 
strain Hh-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


ob 


S; 


Ss; 


Ss; 


6S ribosomal RNA, partial sequence 3537139 35386 
219846482 
219846473 
3646715 36481 


219846438 
6S ribosomal RNA, partial sequence 3696887 36983 


219846361 
3801626 38030 


36345 
acterale 


Helicob 


Helicob 


Helicob 


253858 Bacteria_16S 3817185 3817216 26 57 gi 
strain ATCC 29543 16S ribosomal RNA, partial sequence 


219846351 


ref |NR_025096.1 

2331268 233272 
lobacterales; 
ref|NR_025012.1 
eae; Shewanella. 
ref|NR_024942.1 


2534307 253578 
ales; Propioniba 


, 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


ref |NR_024907.1 
2587275 258874 
ales; Propionib 
ref |NR_024847.1 
2656189 265766 
omycetales; Prop 


ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_024726.1 


ref |NR_026537.1 
2967820 296928 
cetales; Propion 


ref|NR_026536.1 
2969338 297081 
tales; Propionib 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


ref |NR_02643 
3116131 31176 
onadales; Psych 


6.1 
2 
r 


ref|NR_026372.1 
e 3211554 321297 
pylobacterales; 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref|NR_026143.1 


ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 


acte 
ref 


raceae; Heli 
NR_026029.1 


acte 
ref 


raceae; Heli 
NR_025952.1 


acte 
ref 


raceae; Heli 


He 


a 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


v 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Nocardioides 
3 Nocardioides 


ionibacterineae; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 


udoalteromonadaceae; 


Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


55 Helicobacter salomonis Bacteria; 


cobacter. 
Helicobacter trogontum 


08 Helicobacter trogontum Bacteria; 


cobacter. 
Helicobacter hepaticus 


95 Helicobacter hepaticus Bacteria; 


cobacter. 


NR_025942.1 


Wolinella succinogenes 


3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 


253858 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


253858 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


253858 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


253858 Bacteria_16S 
lipolyticum strai 
Proteob 
253858 Bacteria_16S 


Bacteria; 


strain SGT-108 16 
Proteobacteria; 


253858 Bacteria_16S 29015 29057 23 65 gi| 265679044 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillac 
253858 Bacteria_16S 39420 39462 21 63 gi| 265679037 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

253858 Bacteria_16S 54788 54826 21 59 gi| 265679027 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
253858 Bacteria_16S 101663 101705 23 65 gi| 265678995 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequen 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillace 
Aneurinibacillus. 

253858 Bacteria_16S 106215 106249 23 57 gi| 265678991 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Hal 
253858 Bacteria_16S 185462 185504 23 65 gi| 265678939 
strain 113-1 16S ribosomal RNA, partial sequence 185230 18674 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
253858 Bacteria_16S 208589 208631 23 65 gi| 265678923 
strain McClung 2004 16S ribosomal RNA, partial sequence 20835 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
253858 Bacteria_16S 211697 211739 23 65 gi| 265678921 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 21296 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
253858 Bacteria_16S 216279 216321 22 64 gi| 265678918 
strain SH 106 16S ribosomal RNA, partial sequence 216053 21755 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 
253858 Bacteria_16S 299731 299765 23 57 gi| 265678860 


californicum stra 
californicum Bact 
253858 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


253858 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


253858 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


253858 Bacteria_16S 
borstelensis stra 


borstelensis Bact 


253858 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


253858 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


253858 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


253858 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; 


strain Tf 16S rib 
Firmicutes; Bacil 


3818708 3818739 26 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3821770 3821801 26 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3826349 3826380 26 
bosomal RNA, partial sequence 


57 


57 


57 


gi 


3818485 38199 


gi 


3821543 38230 


gi 


3826129 38276 


G 


G 
253858 Bacteria_16S 


psilonproteobacteria; Campylobacterale 
4002257 4002308 18 69 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 
4067240 4067275 23 58 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 


in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
311970 312012 23 65 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
313540 313582 23 65 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
345705 345747 23 65 gi 
osomal RNA, partial sequence 
lales; Paenibacillaceae; Brevibacillus 
347174 347216 23 65 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
386134 386168 23 57 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
410771 410809 21 59 gi 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
423127 423169 23 65 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


4067035 40685 


345474 34689 


422881 42442 


219846350 


s; Helicob 
219846348 


s; Helicob 
219846345 


Helicob 
219846223 
nce 40020 
les; Vibri 
219846174 


Ss; 


iellaceae; 


uence 
smataceae; 
265678852 
equence 
ylococcus. 
265678851 
31331 
idiaceae; 
265678827 


265678826 
ial sequen 
illaceae; 
265678797 
38592 
nadales; S 
265678780 
uence 
bacillacea 
265678772 


ref|NR_025941.1| Helicobacter cinaedi 
57 Helicobacter cinaedi Bacteria; 
acteraceae; Helicobacter. 

ref |NR_025939.1| Helicobacter muridarum 
20 Helicobacter muridarum Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025935.1| Helicobacter felis 

02 Helicobacter felis Bacteria; 

acte Helicobacter. 


ref 


onac 
ref 


46 4003543 Photo 


raceae; 
NR_025813.1 
b 
eae; Photoba 
NR_025764.1 


Photobacterium 


acterium lipolyticum 
cterium. 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella. 
ref |NR_029352.1| Lactobacillus 
28769 30312 Lactobacillus 
eae; Lactobacillus. 
ref|NR_029345.1| Staphylococcus 
40723 Staphylococcus condimenti 
ref |NR_029335.1| Holdemania filiformis 
Holdemania filiformis Bacteria; 
eae; Holdemania. 
ref |NR_029303.1| Aneurinibacillus 
ce 101441 102925 Aneurinibacillus 
ae; Aneurinibacillus group; 
ref |NR_029299.1| Acetohalobium 
106000 107471 Acetohalobium 
obacteroidaceae; Acetohalobium. 
ref|NR_029247.1| Clostridium ramosum 
8 Clostridium ramosum Bacteria; 
eae. 
ref|NR_029231.1| Clostridium sporogenes 
5 209857 Clostridium sporogenes 
Clostridium. 
ref|NR_029229.1| Clostridium baratii 
8 Clostridium baratii Bacteria; 
m. 
ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 
ref|NR_029166.1| Mycoplasma 
299496 300945 Mycoplasma 
Mycoplasma. 
ref|NR_029158.1| Staphylococcus 
311738 313264 Staphylococcus 
ref|NR_029157.1| Clostridium botulinum 
5 314767 Clostridium botulinum A 
Clostridium. 
ref|NR_029132.1| Brevibacillus reuszeri 
2 Brevibacillus reuszeri Bacteria; 
ref|NR_029131.1| Brevibacillus 
ce 346943 348361 Brevibacillus 
Brevibacillus. 
ref|NR_029102.1| Hydrocarboniphaga 
1 387397 Hydrocarboniphaga effusa 
inobacteraceae; Hydrocarboniphaga. 
ref|NR_029085.1| Lactobacillus 
410506 412073 Lactobacillus 
e; Lactobacillus. 
ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


Halomonas organivorans 
3 Halomonas organivorans Bacteria; 


Geobacillus debilis 


490738 490772 23 57 gi|265678724|ref|NR_029029.1 
ribosomal RNA, partial sequence 490502 49197 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
510631 510673 23 65 gi|265678711|ref|NR_029016.1 
osomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 


lales; Bacillaceae; Geobacillus. 


253858 Bacteria_16S 
strain CIP 105566 
Proteobacteria; G 
253858 Bacteria_16S 
strain M11 16S ri 


545679 545725 

16S ribosomal RNA, 
ammaproteobacteria; Enterobacteriales; 
627576 627622 23 69 gi 
bosomal RNA, partial sequence 


23 69 gi 
partial sequence 


265678688 


Enterobac 
265678633 
627341 62884 


ref 
54547 
teri 

ref 


5 546925 Enter 


NR_028993.1 
° 
aceae; Enter 
NR_028938.1 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Morganella morganii 


2 Morganella morganii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 
253858 Bacteria_16S 651905 651947 23 65 gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 660888 660930 23 65 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

253858 Bacteria_16S 662349 662395 23 69 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

253858 Bacteria_16S 689682 689728 23 69 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

253858 Bacteria_16S 701720 701762 23 65 gi|265678581|ref|NR_028886.1| Paenibacillus graminis 


strain RSA19 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 
253858 Bacteria_16S 716673 716719 23 69 gi 
strain B43 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
253858 Bacteria_16S 761504 761546 23 65 gi 
nematophilus strain NEMla 16S ribosomal RNA, partial se 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibac 
253858 Bacteria_16S 807669 807711 23 65 gi 
ingluviei strain KR3 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 
253858 Bacteria_16S 848680 848726 23 69 gi 
singaporensis strain LX3 16S ribosomal RNA, partial seq 
singaporensis Bacteria; Proteobacteria; Gammaproteobact 
Klebsiella. 

253858 Bacteria_16S 


e 


v 


986573 986619 23 69 gi 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
253858 Bacteria_16S 988153 988199 23 69 gi 
strain 167 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
253858 Bacteria_16S 1018630 1018672 21 63 gi 
succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, 

Staphylococcus succinus subsp. succinus Bacteria; 
253858 Bacteria_16S 1033988 1034030 23 65 gi 
danicus strain DB4 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Ane 
253858 Bacteria_16S 1118542 1118588 23 69 gi 


701473 70290 


265678570 
716437 71796 
Enterobac 
265678538 
quence 

illaceae; 
265678507 


265678480 
uence 
eria; 


265678386 


cteriales; 
265678385 
987916 98944 
Enterobac 
265678365 


265678355 


urinibacil 
228716249 


ref 


teri 
ref 


Paen 
ref 
80741 
Lactobacillu 
ref 
Enteroba 
ref 
98633 
Ent 
ref 


teri 
ref 
complete se 
Firmicutes; 
ref 
10337 
lus 
ref 


9 Paenibacillus 


8 Enterobacter 


761257 76278 


2 808917 Lacto 


848542 84982 


6 987865 Citro 


71 1035187 Aneur 


NR_028875.1 


aceae; Enter 
NR_028842.1 
8 
ibacillus. 
NR_028810.1 
b 
Ss. 
NR_028783.1 
3 
cteriales; E 
NR_028688.1 
b 
erobacteriac 
NR_028687.1 


aceae; Citro 
NR_028667.1 
quence 
Bacillales; 
NR_028657.1 
L 
group; Aneur 
NR_027549.1 


ATCC 35469 16S ri 
Bacteria; Proteob 


253858 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


253858 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


253858 Bacteria_16S 


stercorihominis D 
stercorihominis D 


253858 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


253858 Bacteria_16S 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; 
253858 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


253858 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


253858 Bacteria_16S 


bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1123208 1123250 23 65 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

1145822 1145856 23 57 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1182192 1182234 22 64 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1293704 1293746 21 63 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 
1317999 1318041 21 63 gi 
coagulans strain GA 211 16S ribosomal 


Lactobac 
gi 


1319543 1319585 23 65 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1321083 1321125 21 63 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 


1118333 11198 


cteriales; 
224581425 


1122944 11244 


illus. 
253680759 


1145612 11470 


alobactera 
228717350 
quence 
dia; Clost 
228715348 
sequence 
lococcus. 
228715349 
RNA, part 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 


1345612 1345642 29 59 gi 


228720938 


Firmicutes; 


Enterobacteriac 
ref|NR_027206.1 
63 Lactobacillus 


ref |NR_028007.1 


; Collimona 
NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027520.1 

1293463 129495 


ceae 
ref 


ra 


ref 
ial 


NR_027521.1 
sequence 


ref 
uenc 
hylo 
ref 
quen 
loco 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
ccus. 


Bacillales; 


graminis Bacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Paenibacillus 
Paenibacillus 


Lactobacillus 
acillus ingluviei 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 

Staphylococcus 

1018386 1019933 
Staphylococcus. 
Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Lactobacillus antri 
antri Bacteria; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
Ss. 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Staphylococcus equorum 
6 Staphylococcus equorum 


Staphylococcus 

1317758 1319249 
Staphylococcus. 
Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


ref|NR_027599.1 


Brachybacterium 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 


4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 


Brachybacterium. 
253858 Bacteria_ 
ferrooxidans DSM 


253858 Bacteria_ 
inopinata strain 
Bacteria; 
253858 Bacteria_ 


strain 888-76 16S 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; E 


16S 1360689 1360723 26 
10331 16S ribosomal RNA, 


60 gi 


Acidimicrobium. 


16S 1631659 1631693 31 65 gi 


16S 1671392 1671438 23 69 


ribosomal RNA, partial sequence 


gi 


228719712 
complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; 
Acidimicrobiaceae; 
219878455 
143-02 16S ribosomal RNA, partial sequen 
Firmicutes; Erysipelotrichi; Erysipelotrichales; 


ref|NR_027584.1| Acidimicrobium 


Acidimicrobineae; 
ref 


NR_025594.1| Erysipelothrix 


ce 1631420 1632923 Erysipelothrix inopinata 
Erysipelotrichaceae; Erysipelothrix. 

219878427 
1671187 1672548 Enterobacter 
nterobacteriaceae; 


Enterobacter cowanii 
cowanii Bacteria; 
Enterobacter. 


ref|NR_025566.1 


253858 Bacteria_16S 1683514 1683556 23 65 gi|219878419|ref|NR_025558.1]| Clostridium 
lacusfryxellense strain C/C-an/B1 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 1759822 1759852 29 59 gi|219878365|ref|NR_025504.1| Brachybacterium 


sacelli strain LMG 20345 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Actin 


sacelli Bacteria; 
Brachybacterium. 
253858 Bacteria_ 
fresconis strain 


fresconis Bacteri 


Brachybacterium. 


253858 Bacteria_16S 
strain DSM 5661 1 


Firmicutes; 


strain DSM 12654 
Firmicutes; 


strain TMW 1.666 
Bacteria; 


Firmicutes; 


16S 1761343 1761373 29 59 gi 


1838751 1838793 23 65 gi 
Lactobacillaceae; 
1911549 1911591 23 65 gi 
Ureibacillus. 
65 gi 
complete sequence 
Lactobacillales; Lactobacillaceae; 


Planococcaceae; 
1943666 1943708 23 
16S ribosomal RNA, 


LMG 20336 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


Lactobacil 


219878364 
uence 
inomycetales; 


219878309 
6S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus 
Lactobacillales; 
253858 Bacteria_16S 


219878232 
1943398 1944958 Lactobacillus frumenti 
Lactobacillus. 


nce 
omycetales; 


lus. 
219878255 
16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus 
Bacillales; 
253858 Bacteria_16S 


1759669 1761073 Brachybacterium 
Micrococcineae; Dermabacteraceae; 


ref|NR_025503.1| Brachybacterium 
1761124 1762594 Brachybacterium 
Micrococcineae; Dermabacteraceae; 


Lactobacillus hamsteri 
hamsteri Bacteria; 


ref |NR_025448.1 


Ureibacillus terrenus 
terrenus Bacteria; 


ref |NR_025394.1 


ref|NR_025371.1| Lactobacillus frumenti 


253858 Bacteria_16S 2070383 2070425 23 65 gi| 219878143 |ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

253858 Bacteria_16S 2094821 2094863 23 65 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

253858 Bacteria_16S 2190331 2190373 23 65 gi|219857605|ref|NR_025193.1] Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

253858 Bacteria_16S 2237259 2237293 23 57 gi|219857574|ref|NR_025162.1| Tindallia 


californiensis st 
californiensis Ba 


253858 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


253858 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


253858 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


253858 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


253858 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


253858 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


253858 Bacteria_16S 


cteria; Firmicutes; Clostridia; 
2357182 2357208 29 55 gi 


16S ribosomal RNA, partial sequence 


2390557 2390591 23 57 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2404202 2404240 21 59 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

2478495 2478529 23 57 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487567 2487601 23 57 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2619944 2619990 23 69 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2627569 2627611 23 65 gi 


gi 


gi 


rain APO 16S ribosomal RNA, partial sequence 
Clostridiales; C 


acteria; Actinobacteridae; Actinomycetales; 


2390343 23918 


2403965 24054 


Lactobacillus. 


2478295 24797 


2487368 24888 


219857489 
23569 


219857466 


219857457 


219857397 


219857391 


219857252 


219857246 


ref 
Propioni 
ref 


Halomonadaceae; 


ref 


ref 


ref 


ref 


NR_025054.1 
35 Halomonas alimentaria Bacteria; 
Halomonas. 
NR_025045.1 
86 Lactobacillus 


NR_024985.1 
47 Mycoplasma cloacale Bacteria; 


NR_024979.1 
30 Mycoplasma buccale Bacteria; 


NR_024883.1 
2619736 2621149 Kluyvera georgiana Bacteria; 
Enterobacteriaceae; 
ref 


2237029 2238483 Tindallia 
lostridiaceae; 
NR_025077.1 
68 2358432 Propioniferax innocua 
bacterineae; 


Tindallia. 
Propioniferax innocua 


Propionibacteriaceae; 


Halomonas alimentaria 
Lactobacillus kimchii 
kimchii Bacteria; 
Mycoplasma cloacale 


Mycoplasma buccale 


Kluyvera georgiana 


Kluyvera. 


Gracilibacillus 


halotolerans strain NN 16S ribosomal RNA, partial sequenc 


e 


NR_024876.1 
22 2628862 Gracilibacillus halotolerans 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

253858 Bacteria_16S 2647454 2647488 23 57 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 

253858 Bacteria_16S 2678946 2678980 31 65 gi|219857203|ref|NR_024831.1| Lentibacillus 


juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 


juripiscarius Bac 


teria; Firmicutes; Bacillales; 


Bacillaceae; 


2678696 2680219 Lentibacillus 
Lentibacillus. 


253858 Bacteria_ 


kitasatonis strai 
kitasatonis Bacte 


253858 Bacteria_ 
strain AM31D 16S 
Firmicutes; 
253858 Bacteria_ 


sendaiensis strai 
sendaiensis Bacte 


253858 Bacteria_ 


limicola strain S 
Bactero 


Bacteria; 
253858 Bacteria_ 
herbarius strain 
Bacteria; 
253858 Bacteria_ 


nitritogenes stra 
nitritogenes Bact 
253858 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; 


strain JCM 9989 1 
Firmicutes; 


strain ATCC 43959 
Bacteria; 


strain ATCC 35538 
Bacteria; 


strain JCM1234 16 
Proteobacteria; 


strain JCM6051 16 
Proteobacteria; 
cloacae complex. 


253858 Bacteria_16S 
thermoruber strai 
Firmicu 
253858 Bacteria_16S 
fornicalis strain 
fornicalis Bacter 
253858 Bacteria_16S 


Bacteria; 


strain 1145589 16 
Bacteroidetes; 


tabacinasalis Bac 


253858 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


253858 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


253858 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


253858 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; 


strain ATCC 29903 
Proteobacteria; 


Bacil 


Firmicu 


Clost 
253858 Bacteria_16S 


Clost 
253858 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 
pasteuri Bacteria 
253858 Bacteria_16S 


Firmicu 
253858 Bacteria_16S 
delphini strain ATCC 49171 16S ribosomal RNA, partial s 
delphini Bacteria 
253858 Bacteria_16S 


Firmicu 
253858 Bacteria_16S 


G 
253858 Bacteria_16S 


G 


Ba 
253858 Bacteria_16S 
tabacinasalis str 


G 
253858 Bacteria_16S 


G 
253858 Bacteria_16S 


16S 2704360 2704402 23 65 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
16S 2725490 2725532 23 65 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

16S 2728580 2728622 23 65 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
16S 2741956 2742006 23 73 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
16S 2787026 2787068 23 65 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 
16S 2886167 2886209 23 65 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2887693 2887735 23 65 gi 


S; 


ridia; Clostridiales; Eubacteriaceae; 


2889215 2889257 23 65 gi 


ridia; Clostridiales; Eubacteriaceae; 
2908982 2909024 21 63 gi 


Firmicutes; Bacillales; Staphylococc 
2912068 2912110 21 63 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 


2913612 2913654 21 63 


v 


gi 


; Firmicutes; 


Bacillales; Staphylococc 
2915157 2915199 23 65 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2951419 2951465 23 69 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2952917 2952963 23 69 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


E 


E 


3001662 3001704 23 65 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3009169 3009211 23 65 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3015298 3015340 31 73 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3047126 3047168 23 65 gi 
ain GF112B 16S ribosomal RNA, partial 

teria; Firmicutes; Lactobacillales; Ae 
3090798 3090840 23 65 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Ignavigranu: 
3101284 3101318 23 57 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3216287 3216329 15 57 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3270670 3270716 23 69 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3272208 3272254 23 69 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3357496 3357526 29 59 gi 


ne 
vi 


mM. 


Ti 


en 


’ 


E 


E 


ce 


ce 
Al 


Eu 


Eu 


219857185 
se 
ob 


quence 


acill 


219857168 
qu 
ac 
219857159 
417 
oba 
219857125 
27867 
icycloba 
219856865 
s 
ia 


ence 
illac 


27 
Flav 


equence 
les; 


ence 


29118 


219856847 
eq 
us 
219856846 


uence 


29149 


219856822 
2951208 29526 


nterobac 


219856821 
2952708 29541 


nterobac 


219846922 


e 30014 


nce 


ceae; 


quence 


219846854 
3101054 31025 


ndallia. 


219846776 


ce 32160 
Streptoc 


219846740 


32704 
nterobac 


219846739 


32719 
nterobac 


219846678 


nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 


ace 
219857170 


2725265 27267 


eae; 


Eub 
219856864 
6S ribosomal RNA, partial sequence 2887459 28889 
bacteriu 
219856863 
6S ribosomal RNA, partial sequence 2888980 28904 
bacteriu 
219856850 
qu 
us 
219856848 


bacillus. 
219846917 
ue 
bacillacea 
219846913 
3015068 30165 
da 
219846890 
se 
ro 


Dy 


coccacea 
219846861 
3090574 30919 


ref |NR_024813.1 
2704122 270562 
ae; Lactobacillu 
ref|NR_024798.1 


ref |NR_024796.1 

2728379 272981 
3 Alicyclobacill 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Fla 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref |NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024683.1 


m. 
ref|NR_024682.1 
m. 
ref|NR_024669.1 
2908741 291023 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 
29 Enterobacter 
teriaceae; Enter 
ref|NR_026514.1 
33 3002946 Brevib 


ref|NR_026509.1 
3008942 301036 
e; Lactobacillu 
ref |NR_026505.1 
31 Dysgonomonas 
sgonomonas. 
ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref |NR_026453.1 
90 Ignavigranum 


ref|NR_026446.1 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 


Vi 


n 


Lactobacillus 
7 Lactobacillus 
Ss. 
Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 

Flavobacterium 
acterium limicola 
obacterium. 

Alicyclobacillus 
lobacillus herbarius 


Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Staphylococcus 
4 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 
lococcus caprae 


Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Brevibacillus 
acillus thermoruber 


Lactobacillus 
2 Lactobacillus 


Dysgonomonas gadei 


gadei Bacteria; 


Facklamia 
3 Facklamia 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Streptococcus 
ococcus thoraltensis 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
iia. 


ref |NR_026270.1 
3357257 335877 


Brachybacterium 
0 Brachybacterium 


nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 


253858 Bacteria_ 
halophilus strain DSM 20408 16S ribosomal RNA, partial 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; 
253858 Bacteria_ 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
253858 Bacteria_ 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bac 
253858 Bacteria_ 
strain DSM 8721 16S ribosomal RNA, partial sequence 
Bacillales; 
253858 Bacteria_ 
strain DSM 8716 1 
Bacil 


Firmicutes; 


Firmicutes; 


253858 Bacteria_ 
strain HK 204 16S 
G 


Proteobacteria; 


253858 Bacteria_ 


16S 3360615 3360657 23 


16S 3456956 3456986 29 


16S 3534239 3534281 23 


16S 3538933 3538975 23 

Bacillaceae; 
16S 3542062 3542104 23 
lales; 
16S 


Bacillaceae; 
3668376 3668422 23 


16S 3785298 3785332 23 


65 


59 


65 


65 


Bacillus. 


65 


6S ribosomal RNA, partial sequence 
Bacillus. 


69 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


57 


strain LX 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
253858 Bacteria_16S 3835258 3835292 23 57 
strain C-1 16S ribosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


Proteobacteria; 


pelophila strain 
Bacteria; 


253858 Bacteria_ 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 
hibernum Bacteria; 
253858 Bacteria_ 


Proteob 


16S 3838334 3838368 23 


16S 3842926 3842976 23 


Bacteroidetes; 
16S 


3844449 3844491 21 


Gammaproteobacteria; Oceanospirillales; 
253858 Bacteria_ 


57 


4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotrichales; 


73 


Flavobacteria; 


63 


strain AW 25 16S ribosomal RNA, partial sequence 


Firmicutes; 


253858 Bacteria_ 


Bacillales; 


Staphylococcus. 


16S 3856498 3856532 23 


57 


strain 17529 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
253858 Bacteria_ 
strain ATCC 29147 


Bacteroidetes; 


253858 Bacteria_ 


strain 2917B 16S 
Firmicutes; 


253858 Bacteria_ 
muriaticus strain 


Bacteria; 


253858 Bacteria_ 
okeanokoites stra 
okeanokoites Bacteria; 
253858 Bacteria_ 
chungwhensis stra 
chungwhensis Bacteria; 
253858 Bacteria_16S 

R-7190 16S riboso: 
Bacil 
253858 Bacteria_16S 
strain R-6540 16S 
Bacil 
253858 Bacteria_16S 
stackebrandtii st 
stackebrandtii Bacteria; 
253858 Bacteria_16S 
vulcanalis strain 
Firmicu 
253858 Bacteria_16S 
strain PAT 05 16S 
Bacil 
253858 Bacteria_16S 


Bacillales; 


Firmicutes; 


Bacteria; 


Firmicutes; 


Bacil 


Firmicutes; 


16S 3867149 3867175 31 
Bacteroidales; 


16S 3871679 3871721 23 


16S 3896569 3896603 31 
Lactobacillales; 
16S 3930073 3930115 23 
Firmicutes; 
16S 4003814 4003856 23 
Firmicutes; 
4040204 4040246 23 


laceae; Bacillus. 
4041662 4041704 23 


lales; Bacillaceae; 
4043196 4043238 23 


Firmicutes; 
4047775 4047817 23 
4102010 4102052 23 


lales; Bacillaceae; 
4224102 4224144 23 


mal RNA, partial sequence 


Sy 


16S ribosomal RNA, partial sequence 


Bacteroidia; Porphyromonadaceae; 


65 


ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 


65 


X-1 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


65 


in IFO 12536 16S ribosomal RNA, partia 
Bacillales; 


65 


in BH030062 16S ribosomal RNA, partial 
Bacillales; 


65 
4039 


65 


ribosomal RNA, partial sequence 
Bacillus. 


65 


rain K22-03 16S ribosomal RNA, partial 
Bacillales; 


65 


CsHg2 16S ribosomal RNA, partial sequence 40 
tes; Bacillales; Alicyclobacillaceae; 


65 


ribosomal RNA, partial sequence 
Bacillus. 


65 


Incertae 


Planococcaceae; 


Bacillaceae; 


219846676 
sequence 


gi 


gi|219846605 


gi| 219846553 
illaceae; 
gi| 219846550 
3538695 35402 


gi|219846548 
3541838 35433 


gi|219846458 
3668184 36696 
Enterobac 
gi|219846373 
3785096 37865 


gi| 219846338 
3835060 38365 


219846336 

38381 
Pis 
219846333 


gi 


gi 


Flavobacteriales 
gi|219846332 
3844228 38456 


gi| 219846324 
3856288 38577 


219846317 
38668 
Po 
gi| 219846314 
3871442 38729 
Sedis; 
219846297 
38963 
Tetrageno 
219846274 
1 sequence 
PL 
219846222 
sequence 
Ponti 

gi| 219846196 
998 4041459 Bacil 


gi 


gi 


gi 


gi 


gi|219846195 
4041510 40429 


219846191 
sequence 
Planococcaceae; 
gi|219846188 
475 


gi 


gi|219846151 
4101786 41031 


gi|219846055 


Marinococcu 


ref |NR_026268.1 

3360383 336190 
Ss. 
ref|NR_026197.1 
69 Nesterenkonia 
Micrococc 


3 


NR_026142.1 
15 Bacillus 


ref|NR_026140.1 


ref |NR_026049.1 


teriaceae; Erwin 
ref |NR_025964.1 


aceae; 


Marinococcus 
2 Marinococcus 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Bacillus 

4 Bacillus 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clausii 


42 Bacillus clausii Bacteria; 


Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


ref|NR_025928.1| Halomonas halodurans 
33 Halomonas halodurans Bacteria; 
Halomonas. 


Halomonadaceae; 


Alicyclobacillus. 


ref|NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref |NR_025923.1 

3842717 384417 
; Flavobacteriac 
ref |NR_025922.1 


ref |NR_025914.1 


ref|NR_025907.1 
93 3868368 Porphy: 
rphyromonas. 
ref|NR_025904.1 


ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref |NR_025864.1 

3929851 393132 
anomicrobium. 
ref |NR_025812.1 

4003594 400502 
bacillus. 
ref|NR_025786.1 
lus fordii Bacte 


ref|NR_025785.1 


ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025778.1 
66 4049023 Alicyc 


ref|NR_025741.1 


ref|NR_025645.1 


hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 


hispanicus Bacteria; Firmicutes; Bacillales; 


Salinicoccus. 


Thiomicrospira 

crospira pelophila 

; Thiomicrospira. 
Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 

Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella. 


Tetragenococcus 
enococcus muriaticus 


Planomicrobium 
2 Planomicrobium 


Pontibacillus 
0 Pontibacillus 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Alicyclobacillus 
lobacillus vulcanalis 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Salinicoccus 


4223876 422538 


3 Salinicoccus 


253858 Bacteria_16S 
strain F2R9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
253858 Bacteria_16S 
strain C3H-21 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
253858 Bacteria_16S 
strain U 5/41 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
253858 Bacteria_16S 
flavescens strain 
Bacteria; Actinob 


Microbacterium. 


253858 Bacteria_16S 
aminovalericum st 
aminovalericum Bacteria; 
253858 Bacteria_16S 
strain LC 1 16S r 


Firmicutes; 


Rubrobacteraceae; 


253858 Bacteria_16S 


strain B7-43 16S 
Proteobacteria; 


Brevibacterium. 


253858 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; 


cetonica strain 4 
Bacteria; 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


253858 Bacteria_16S 


fructosovorans st 


fructosovorans Bacteria; 


Desulfovibrio. 


253858 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


253858 Bacteria_16S 


sanguinis strain 


Bacteria; Actinobacteria; 


Brevibacterium. 


253858 Bacteria_16S 
DSM 20544 16S ribosomal 
Firmicutes; 
253858 Bacteria_16S 


Bacteria; 


ochracea DSM 7271 
7271 Bacteria; 


acetiphilus DSM 1 
12809 Bacteria; D 


253858 Bacteria_16S 
ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales; 


lecithinolyticum 
lecithinolyticum 


253858 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


253858 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


253858 Bacteria_16S 


D 


Proteob 
253858 Bacteria_16S 
in DSM 5305 16S ribosomal RNA, partial 
Planctomycetes; 


Bacteroidetes; 
253858 Bacteria_16S 


4234662 4234708 23 


4243694 4243724 29 


4245168 4245214 23 


32131 32160 26 
188578 188619 23 
Firmicutes; 
243931 243988 6 
261834 261875 23 


Rubrobacter. 
361948 361989 23 


420025 420058 29 


632098 632139 23 

Clostridiales; 
686585 686626 23 
694285 694326 31 
5305 Bacteria; 
969750 969791 23 
Proteobacteria; 
1124725 1124758 22 
6S ribo 
avobacteria; 
1132196 1132229 29 
CF63 16 
1163970 1164010 23 
Clostridia; 


1173129 1173166 22 
16S ribosomal 


1195797 1195830 31 


eferribacteres; 
1263586 1263619 31 


Bacteria; Spirochaetes; 
1567711 1567748 22 


obacteriales; 
1785338 1785379 23 


cteroidia; Bacteroidales; 
1875203 1875248 18 


ain P 1 16S ribosomal RNA, 
radiotolerans Bacteria; Actinobacteria; 


69 


59 


69 


55 


401 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


63 


rain DSM 1283 16S ribosomal RNA, partial sequenc 
Clostridia; 


63 


ibosomal RNA, partial sequence 
Clostridia; 
253858 Bacteria_16S 
radiotolerans str 


Clostridiales; Veillonellaceae; 


64 


complete sequence 
Rubrobacteridae; 


64 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; Desulfov 
253858 Bacteria_16S 
antiquum strain V. 
antiquum Bacteria; 


62 


KM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomyceta 


64 


ribosomal RNA, partial sequence 
Clostridia; 
253858 Bacteria_16S 


Eubacteriaceae; 


64 


80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


72 


64 


rain JJ 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


55 


somal RNA, partial sequence 1124514 11259 
Flavobacteriales; 


62 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


63 


RNA, partial sequence 
Clostridiales; Veillonellaceae; 


RNA, partial sequence 
Flavobacteria; 


2809 16S ribosomal RNA, partial sequence 
Deferribacterales; 


59 gi|228719222 
11729 
Flavobacteriales; Fl 
64 gi|228715574 
11955 

Deferribacter 

64 gi| 219846655 


59 


ibosomal RNA, partial sequence 
Fusobacteriaceae; 


64 


16S ribosomal RNA, partial sequence 
Porphyromonadaceae; 


63 


strain HK85 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 


gi|219846045 
4234473 42358 
Enterobac 
gi| 219722939 
4243475 42448 


gi|219722938 
4244934 42463 
Enterobac 
265679042 
31915 
Micr 


gi 


gi| 265678937 
Clostridiales; C 

gi| 265678899 

243690 24511 
Megasphae 
gi| 265678885 
Rubrobac 


gi| 265678813 
361716 36321 


265678774 
sequence 


gi 


gi| 265678629 
631874 63335 
Acetobacte 
265678591 

68634 


gi 


265678586 
sequence 
Planctomycetacia; 


gi 


gi| 265678397 


Des 


gi| 224581403 
Cryomorphaceae; C 

gi| 253680768 
11319 
Micr 


gi|228720667 
1163739 11652 


sequence 


gi| 219846057 

1567482 15689 
Leptotrichia. 

gi| 219878345 
17851 
Dy 


ref 


ref 


ref 


ref 
3 


ref 

el 
ref 

ra. 


ref 
2 


ref 


ref 


ref 
551 


Ococ 


ref 


ref 


ref 


gi|219878284 


ref 


teri 


ococcineae; Mic 


lostridiaceae; 


terales; 


3 Desulfovibrio 


1263357 12648 
Spirochaetaceae; 


67 Leptotrichia 


30 1786580 Dysgo 
sgonomonas. 


NR_025635.1 


NR_024571.1 


NR_024570.1 
aceae; 


NR_029350.1 
3385 


NR_029245.1 
88349 18980 


NR_029207.1 


NR_029191.1 
61591 26314 


NR_029118.1 


ulfovibrionales; 


NR_027184.1 


NR_028016.1 
cineae; 


NR_027596.1 


NR_025647.1 


NR_025484.1 


NR_025423.1 


Klebs 


2 
Cc 


0 
Rubrobacterineae; 


3 
Treponema. 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 
teriaceae; 


iella. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 
; Dermabacteraceae; Brachybacterium. 


Escherichia coli 


83 Escherichia coli Bacteria; 
Escherichia. 


Microbacterium 


Microbacterium flavescens 
robacteriaceae; 


Clostridium 

Clostridium 
lostridium. 

Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Rubrobacter 
Rubrobacter 


Desulfovibrio putealis 
putealis Bacteria; 


ibrionaceae; Desulfovibrio. 
ref|NR_029079.1| Brevibacterium 

419777 421277 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 
ref|NR_028934.1| Acetobacterium tundrae 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref|NR_028896.1| Desulfosarcina 
3 687857 Desulfosarcina cetonica 
Desulfobacteraceae; Desulfosarcina. 
ref|NR_028891.1] Planctomyces 

694091 695537 Planctomyces 
Planctomycetales; Planctomycetaceae; 
ref|NR_028699.1| Desulfovibrio 

969528 971049 Desulfovibrio 


Desulfovibrionaceae; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 
ryomorpha. 


Brevibacterium 


133449 Brevibacterium sanguinis 
Brevibacteriaceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Mitsuokella. 

ref|NR_027581.1| Capnocytophaga 

00 1174354 Capnocytophaga ochracea DSM 
avobacteriaceae; Capnocytophaga. 
ref|NR_027535.1| Denitrovibrio 

65 1197080 Denitrovibrio acetiphilus DSM 
aceae; Denitrovibrio. 

ref|NR_026247.1| Treponema 


5 Treponema 


Leptotrichia hofstadii 
hofstadii Bacteria; 


Dysgonomonas mossii 


nomonas mossii Bacteria; 


Haemophilus pittmaniae 


1874987 1876454 Haemophilus pittmaniae Bacteria; 


253858 Bacteria_16S 
joostei strain LM 


joostei Bacteria; 


253858 Bacteria_16S 
thiodismutans str 
thiodismutans Bacteria; 


Desulfonatronum. 


253858 Bacteria_16S 
strain R171 16S r 
Tenericutes; Moll 
253858 Bacteria_16S 
strain SR12 16S r 


Firmicutes; 


Desulfovibrio. 


253858 Bacteria_16S 
burkinensis strain HDv 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
253858 Bacteria_16S 


strain SEBR 4211 
Firmicutes; 


strain GSL-But2 1 


Proteobacteria; D 
253858 Bacteria_16S 
agariperforans st 
agariperforans Bacteria; 


Reichenbachiella. 


253858 Bacteria_16S 


strain ATCC 49968 
Bacteria; 
Firmicutes; 
strain SG3902 16S 
Firmicutes; 
Bacteria; 


strain DSM 3662 1 
Firmicutes; Clost 


253858 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial se 
Clostridial 


paludosum strain 
paludosum Bacteri 


253858 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


253858 Bacteria_16S 
DSM 1911 16S ribosomal RNA, partial se 
Clostridial 


wieringae strain 
wieringae Bacteri 


253858 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


253858 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


253858 Bacteria_16S 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


253858 Bacteria_16S 
ain VPB 4874 16S ribosomal RNA, partia 
Bacteroidia; 


cangingivalis str 
cangingivalis Bac 


253858 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


Clostridia; 
253858 Bacteria_16S 


Proteob 
253858 Bacteria_16S 
strain BS 16S rib 
Clost 
253858 Bacteria_16S 


Clost 
253858 Bacteria_16S 
amylophilus strai 
Proteob 
253858 Bacteria_16S 


1919303 1919344 31 


Bacteroidetes; 
2235726 2235767 23 


Proteobacteria; 


2373853 2373894 23 


2558349 2558390 23 


Clostridiales; 
2573660 2573701 23 


2605963 2606004 23 


2615309 2615346 23 


16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter pa 
Clostridiales Fa 


Clostridiales; 
2641271 2641312 23 


2758308 2758341 31 
Bacteroidetes; 


2858328 2858368 23 


2975708 2975749 23 
ridia; Clostridiales; 
3016786 3016823 23 
ridia; Halanaerobiales; 
3095310 3095355 18 


3273749 3273790 23 
ridia; Clostridiales; 
3278286 3278327 23 
a; Firmicutes; 

3279805 3279846 23 


ridia; Clostridiales; 
3282849 3282890 23 
a; Firmicutes; 

3284373 3284414 23 
ridia; Clostridiales; 
3374203 3374240 23 
ridia; Halanaerobiales; 
3378814 3378855 23 


3548267 3548300 31 


teria; Bacteroidetes; 


3579994 3580051 6 


253858 Bacteria_16S 


nucleatum subsp. 


3619607 3619648 23 


Clostridia; 


Clostridia; 


72 


64 


64 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


64 


ibosomal RNA, partial sequence 
Clostridia; 
253858 Bacteria_16S 

aminophilus strain ALA-3 16S ribosomal RNA, partial seq 
aminophilus Bacteria; Proteobacteria; Deltaproteobacter 


64 


64 


60 


64 


64 


63 


64 


osomal RNA, partial sequence 


60 


ribosomal RNA, partial sequence 
Halobacteroida 


63 


64 


64 


64 


64 


64 


60 


64 


64 


63 


64 


gi 


G 18212 16S ribosomal RNA, partial seq 


Flavobacteria; Flavoba 


gi 


ain MLF1 16S ribosomal RNA, partial se 
Deltaproteobact 


gi 


2373653 23751 


gi 


2558106 25596 


Eubacteriaceae; Eubacterium. 


gi 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella 
eltaproteobacteria; Desulfobacterales; 


gi 


rain KMM 3525 16S ribosomal RNA, parti 
Sphingobacteria 


gi 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


gi 


2975480 2976925 Clostridium u 


Clostridiaceae; Clostridium. 


gi 


3016582 3017918 Orenia salina 
ceae; 


gi 


n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 


gi 


6S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium c 
Eubacteriaceae; 


gi 


gi 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


gi 


gi 


6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


gi 


6S ribosomal RNA, partial sequence 3374001 33754 
Halobacteroida 


gi 


gi 


Bac 


gi 


strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


gi 


uence 
cteriales; 


quence 
eria; 


uence 
ia; 


nce 
ibrionales; 


mily XII. 


al 


dales; 


Eubacterium. 


quence 
es; 


quence 
es; 


ceae; 


a; 


1 sequence 
teroidales; 


1 sequence 
bacteria; 


219878248 |ref|NR_025387.1 


219857575|ref|NR_025163.1 


Desulfovibrionales; 


219857477|ref|NR_025065.1 


219857338|ref|NR_024926.1 


219857285|ref|NR_024916.1 


219857264|ref|NR_024895.1 


219857255|ref|NR_024886.1 


Incertae Sedis; 
219857230|ref|NR_024858.1 
Desulfobacteraceae; 
219857147 |ref 


NR_024775.1 


219856885 |ref|NR_024704.1 


219846939|ref|NR_026531.1 


219846912|ref|NR_026504.1 


Orenia. 


219846858|ref|NR_026450.1 


219846738|ref|NR_026330.1 


219846735|ref|NR_026327.1 


Eubacteriaceae; 
219846734 |ref 


NR_026326.1 


219846732 |ref|NR_026324.1 


Eubacteriaceae; 


219846731|ref|NR_026323.1 


219846667|ref|NR_026259.1 


Orenia. 


219846663|ref|NR_026255.1 


Desulfovibrionales; 


219846544 |ref|NR_026136.1 


219846522|ref|NR_026114.1 


219846492 |ref|NR_026084.1 


animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 


Chryseobacterium 


1919085 1920553 Chryseobacterium 
Flavobacteriaceae; Chryseobacterium. 


Desulfonatronum 


2235498 2236978 Desulfonatronum 


Desulfonatronumaceae; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Desulfovibrio 


2573428 2574957 Desulfovibrio 
Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio 


2605722 2607261 Desulfovibrio burkinensis 
Desulfovibrionaceae; 


Desulfovibrio. 
Fusibacter paucivorans 
ucivorans Bacteria; 
Fusibacter. 
Desulfocella halophila 
halophila Bacteria; 


Desulfocella. 


Reichenbachiella 


sequence 2758107 2759505 Reichenbachiella 


; Sphingobacteriales; Flammeovirgaceae; 


Pseudomonas lundensis 


Pseudomonas. 
Clostridium ultunense 
ltunense Bacteria; 


2858110 2859620 Pseudomonas lundensis 
nadales; Pseudomonadaceae; 


Orenia salinaria 
ria Bacteria; 


Ruminobacter 


ence 3095079 3096617 Ruminobacter amylophilus 
Succinivibrionaceae; 


Ruminobacter. 
Eubacterium callanderi 
allanderi Bacteria; 


Acetobacterium 


3278074 3279532 Acetobacterium 
Acetobacterium. 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 
Acetobacterium. 


Acetobacterium 


3282621 3284094 Acetobacterium 
Acetobacterium. 


Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 
Acetobacterium. 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Desulfovibrio 


equence 3378593 3380098 Desulfovibrio 
Desulfovibrionaceae; 


Porphyromonas 


3548038 3549521 Porphyromonas 
Porphyromonadaceae; 


Porphyromonas. 
Roseococcus 


3579840 3581265 Roseococcus 
Rhodospirillales; 


Acetobacteraceae; 


Fusobacterium 
3619459 3620789 


Fusobacterium nucleatum subsp. animalis 
Fusobacteriaceae; Fusobacterium. 

253858 Bacteria_16S 3756690 3756723 26 
Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycoplasmataceae; Mycoplasma. 
253858 Bacteria_16S 3803382 3803422 23 


strain 18323 16S 


59 
3756485 3757942 Mycop 


63 
ribosomal RNA, partial sequence 


Bacteria; 


gi| 219846394 


gi| 219846360 
3803146 38046 


Fusobacteria; 


Fusobacteriales; 


ref |NR_025985.1| Mycoplasma alvi strain 
lasma alvi Bacteria; Tenericutes; 
ref|NR_025951.1| Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

253858 Bacteria_16S 3804896 3804936 23 63 gi|219846359|ref|NR_025950.1| Bordetella 
parapertussis strain 522 16S ribosomal RNA, partial sequence 3804660 3806123 Bordetella 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
253858 Bacteria_16S 3806410 3806450 23 63 gi|219846358|ref|NR_025949.1| Bordetella 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
253858 Bacteria_16S 3868659 3868696 20 57 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
253858 Bacteria_16S 3949015 3949055 23 63 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
strain 101 16S ribosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

253858 Bacteria_16S 4065796 4065837 23 64 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 


strain SEBR 2582 
Proteobacteria; D 
253858 Bacteria_16S 
strain KMM 3951 1 
Bacteroidetes; Flavobacteria; Flavobacteriales; 
253858 Bacteria_16S 4120194 4120227 29 
strain KMM 3637 1 


4087152 4087193 23 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
253858 Bacteria_16S 24519 24551 31 63 gi| 265679047 |ref|NR_029355.1 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 

methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
253858 Bacteria_16S 69874 69906 31 63 gi| 265679017 |ref|NR_029325.1 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 

succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; S 
253858 Bacteria_16S 182346 182386 23 63 gi| 265678941 |ref|NR_029249.1 
strain 6VI 16S ribosomal RNA, partial sequence 182124 18361 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 183914 183954 23 63 gi|265678940|ref|NR_029248.1 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DS 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 190072 190120 15 63 gi|265678936|ref|NR_029244.1 


strain BG8 16S ri 
Proteobacteria; G 
253858 Bacteria_16S 
proteolyticus str 
proteolyticus Bacteria; 
Coprothermobacter. 
253858 Bacteria_16S 242358 242394 26 
novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bac 
Mycobacteriaceae; Mycobacterium. 

253858 Bacteria_16S 267908 267944 26 
subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 
253858 Bacteria_16S 
strain CDC F5101 


bosomal RNA, partial sequence 
202333 202357 31 
Firmicutes; 


Clostridia; 


62 


62 


289057 289097 23 
16S ribosomal RNA, 


63 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

253858 Bacteria_16S 325649 325689 23 63 gi| 265678843 |ref|NR_029148.1 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevot 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

253858 Bacteria_16S 327172 327212 23 63 gi| 265678842 |ref|NR_029147.1 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 32843 

Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

253858 Bacteria_16S 328721 328761 23 63 gi| 265678841 |ref|NR_029146.1 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Sedimentibacter. 

253858 Bacteria_16S 339675 339711 21 57 gi|265678831|ref|NR_029136.1 


strain S-182 16S ribosomal RNA, partial sequenc 
Firmicutes; Lactobacillales; Lactobacillaceae; 


16S ribosomal RNA, partial sequence 4065569 40669 
eltaproteobacteria; Desulfovibrionales 
64 
6S ribosomal RNA, partial sequence 4086933 40883 


62 
6S ribosomal RNA, partial sequence 4119951 41214 


ammaproteobacteria; Methylococcales; Methylococc 
55 
ain BT 16S ribosomal RNA, partial sequ 


complete seq 
teria; Actinobacteria; Actinobacterida 


strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 


complete sequence 


; Desulfov 
gi|219846161 
cteriaceae 
219846137 


Flavoba 
gi 


189853 19130 


265678928 
ence 20208 
naerobacte 


gi 
Thermoa 


265678900 
uence 
e; Actinom 


gi 


265678881 
rtial sequ 
nobacterid 


gi 


265678867 
28882 


gi 


84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025751.1 
7 Ma 
ref 


ribacter. 
NR_025727.1 


aceae; Methylomi 
ref |NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


ref|NR_029208.1 
242123 243639 
ycetales; Coryne 


ref 
ence 
ae; 


NR_029187.1 
267723 
Actinomyceta 


ref |NR_029173.1 
4 290348 Bordet 


e 
Pediococcus. 


longus Bacteria; 
ulfovibrio. 
Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Clostridium 
Clostridium 
lostridium. 
Schwartzia 
Schwartzia 
chwartzia. 
Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Clostridium nexile DSM 
M 1787 Bacteria; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Coprothermobacter 
hermobacter 
ulfobiaceae; 


Mycobacterium 
Mycobacterium 
bacterineae; 


Actinomadura cremea 
269132 Actinomadura 


les; 


Bordetella holmesii 
ella holmesii Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Pediococcus parvulus 


339450 340885 Pediococcus parvulus Bacteria; 


253858 Bacteria_16S 
strain MB312 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
253858 Bacteria_16S 
anticariensis strain FP35 16S ribosomal RNA, partial se 
anticariensis Bacteria; 


Halomonas. 


253858 Bacteria_16S 
denitrificans strain DN34 16S ribosomal RNA, partial se 
denitrificans Bacteria; Proteobacteria; Alphaproteobact 
Pseudovibrio. 
253858 Bacteria_16S 
strain HTCC2506 1 


Bacteria; 


Bacteria; 


253858 Bacteria_16S 


Bacteria; 


253858 Bacteria_16S 


subterraneus Bacteria; 
Thermaerobacter. 
253858 Bacteria_16S 
strain AIP313.00 


Proteobacteria; Betaproteobacteria; Burkholde 

764632 764672 23 63 gi 

jalaludinii strain M9 16S ribosomal RNA, complete seque 
Firmicutes; Clostridia; Clostridiales; Veillo 

801540 801576 26 62 gi 

subterraneus strain C21 16S ribosomal RNA, complete seq 
Firmicutes; Clostridia; Clostrid 

804556 804596 23 63 gi 


Firmicutes; 


Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomo 
253858 Bacteria_16S 
strain NO-502 16S 
Bacteroidetes; 
253858 Bacteria_16S 
lusitanum strain 


Sphingobacteria; 


Deltaproteobacteria; 


Proteobacteria; Epsilonproteobacteria; 
253858 Bacteria_16S 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
satsumensis Bacteria; 
253858 Bacteria_16S 

lithotrophicum strain 17S 16S ribosomal RNA, partial se 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulf 
253858 Bacteria_16S 


351545 351585 23 63 
ribosomal RNA, partial sequence 


gi 


369386 369426 23 63 gi 


Proteobacteria; Gammaproteobact 


370859 370899 23 63 gi 


438678 438718 23 63 gi 


463115 463155 23 63 gi 


475364 475400 21 57 gi 
GCL 1731 16S ribosomal RNA, partial s 
Firmicutes; Lactobacillales; Lacto 

515082 515122 23 63 gi 


Proteobacteria; Gammaprote 
527398 527438 23 63 gi 
G 16S ribosomal RNA, partial sequence 


535017 535041 31 55 
ribosomal RNA, partial sequence 


gi 


Sphingobacteriales; Fle 
63 gi 
complete sequ 


738181 738221 23 
P6-12 16S ribosomal RNA, 


Clostridiales; Veillonellaceae; 
854640 854672 26 58 gi 


874402 874438 26 62 gi 


Streptosporangium. 
901776 901816 23 63 gi 
16S ribosomal RNA, partial se 


teria; Proteobacteria; Gammaproteobact 


921938 921962 31 
ribosomal RNA, partial 


55 
sequence 
Desulfobacterales; 
63 gi 
16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
971332 971368 21 57 gi 
16S ribosomal RNA, partial sequence 
Campyl 

gi 


gi 


931142 931174 31 
um strain SPL73 


1032418 1032454 21 Si 


Lact 
gi 


Firmicutes; Lactobacillales; 
1049347 1049371 31 55 


265678823 


351363 35277 


6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
253858 Bacteria_16S 
rudongensis strain AS1.1761 16S ribosomal RNA, partial 
rudongensis Bacteria; Proteobacteria; Alphaproteobacter 
253858 Bacteria_16S 
parakefiri strain 
parakefiri Bacteria; 
253858 Bacteria_16S 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, 
marinisedimentorum Bacteria; 
253858 Bacteria_16S 
aerosaccus strain 


534808 53626 


265678555 
ence 73794 
riales; 
265678536 
nce 76438 
nellaceae; 
265678511 
uence 
iales; 


265678509 


16S ribosomal RNA, partial sequence 804384 80579 
Clostridia; 
253858 Bacteria_16S 
microaerophilum strain M 5 16S ribosomal RNA, partial s 
microaerophilum Bacteria; Actinobacteria; Actinobacteri 
Propionibacteriaceae; Propionibacterium. 

253858 Bacteria_16S 
subroseum strain CY-7113 16S ribosomal RNA, partial seq 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Streptosporangiaceae; 
253858 Bacteria_16S 
denitrificans strain ALJD 
denitrificans Bac 
Thioalkalivibrio. 
253858 Bacteria_16S 
strain LSv21 16S 
Proteobacteria; 
253858 Bacteria_16S 
algidixylanolytic 
algidixylanolytic 
253858 Bacteria_16S 
strain NCTC 13004 


265678475 
equence 
dae; 


265678462 
uence 


265678443 
quence 
eria; 


265678430 


921679 92319 
Desulfobacter 


265678424 


lostridial 
265678396 
97110 


265678356 
sequence 


265678345 
quence 
urobacteri 


1070403 1070443 23 63 gi 


265678330 


tial sequence 


obacillaceae; 


ref 


ref 


ref 


Mit 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


es; 


ref 


ref 


ref 


acea 


8 739471 Herbas 
Oxalob 


801287 802838 
Clostri 
1 Anaeroglobus 
Anaeroglobus. 
854408 855931 


Actinomyc 


874217 875635 


901557 903021 
Chromati 


8 Desulfofrigus 


0 972566 Campyl 
obacterales; C 


1032165 103372 


1049100 105058 


NR_029128.1 


Fulvimarina. 


Arcicella. 
NR_028859.1 


acteraceae; 
NR_028840.1 


suokella. 
NR_028814.1 


diales Famil 


NR_028812.1 


NR_028778.1 
etales; Prop 
NR_028765.1 
; Streptospo 
NR_028745.1 
ales; Ectoth 
NR_028732.1 
aceae; Desul 
NR_028726.1 

930884 
Clostridiace 


NR_028698.1 


ampylobacter 
NR_028658.1 


Lactobacillu 
NR_028647.1 


e; Balneariu 


ref 


NR_028632.1 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


biaceae; Rhodobium. 

265678808 | ref |NR_029113.1] Halomonas 

quence 369170 370614 Halomonas 

eria; Oceanospirillales; Halomonadaceae; 
265678807|ref|NR_029112.1| Pseudovibrio 
quence 370665 372098 Pseudovibrio 

eria; Rhodobacterales; Rhodobacteraceae; 
265678762|ref|NR_029067.1| Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 
timonadaceae; 


265678742 |ref|NR_029047.1| Ancylobacter 

sequence 462905 464361 Ancylobacter 

ia; Rhizobiales; Xanthobacteraceae; Ancylobacter. 

265678734|ref|NR_029039.1| Lactobacillus 

equence 475117 476512 Lactobacillus 

bacillaceae; Lactobacillus. 

265678708|ref|NR_029013.1| Reinekea 

partial sequence 514864 516365 Reinekea 

obacteria; Reinekea. 

265678700|ref|NR_029005.1| Enhydrobacter 
527192 528675 Enhydrobacter aerosaccus 

nadales; Moraxellaceae; Enhydrobacter. 

265678695 |ref|NR_029000.1| Arcicella aquatica 


7 Arcicella aquatica Bacteria; 
xibacteraceae; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Mitsuokella 


5 765927 Mitsuokella jalaludinii 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Anaeroglobus geminatus 


geminatus Bacteria; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Streptosporangium 
Streptosporangium 
rangineae; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Clostridium 

932385 Clostridium 
ae; Clostridium. 
Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 

Lactobacillus 
0 Lactobacillus 
s. 

Balnearium 
0 Balnearium 
m. 

Tistrella mobilis 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 


253858 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
253858 Bacteria_16S 


strain M 6 A9 16S 


1077713 1077753 23 63 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1091422 1091458 21 57 gi 
ribosomal RNA, partial sequence 


s 


265678324 


10775 
phingomon 


265678315 
1091188 10926 


ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028617.1 
88 Lactobacillus 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Lactobacillus algidus 
algidus Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

253858 Bacteria_16S 1129174 1129206 31 63 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

253858 Bacteria_16S 1174623 1174663 23 63 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

253858 Bacteria_16S 1198799 1198839 23 63 gi|228715480|ref|NR_027533.1| Dyadobacter fermentans 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 1200010 Dyadobacter fermentans DSM 18053 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Dyadobacter. 

253858 Bacteria_16S 1241179 1241215 26 62 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

253858 Bacteria_16S 1248693 1248717 31 55 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

253858 Bacteria_16S 1272727 127275131 55 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

253858 Bacteria_16S 1274149 1274173 31 55 gi|219846219|ref|NR_025809.1| Sejongia antarctica 
strain AT1013 16S ribosomal RNA, partial sequence 1273959 1275312 Sejongia antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

253858 Bacteria_16S 1305788 1305828 23 63 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

253858 Bacteria_16S 1325698 1325734 26 62 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

253858 Bacteria_16S 1328677 1328717 23 63 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

253858 Bacteria_16S 1337868 1337908 23 63 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 

253858 Bacteria_16S 1339373 1339397 31 55 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

253858 Bacteria_16S 1375868 1375908 23 63 gi| 228717818 |ref|NR_027567.1| Polaromonas 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

253858 Bacteria_16S 1401331 1401355 31 55 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

253858 Bacteria_16S 1490995 1491027 31 63 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 1576792 1576832 23 63 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

253858 Bacteria_16S 1601434 1601470 26 62 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


253858 Bacteria_16S 


stercoricanis str 
stercoricanis Bac 


253858 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


Streptomycetaceae; Streptomyces. 


253858 Bacteria_16S 


1622588 1622628 23 63 gi|219878461 
ain 5BAC4 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Betaproteobacteria; Burkh 

1746085 1746121 26 62 gi| 219878376 
n HAG 010767 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
ae; Actinomadura. 

1755234 1755274 23 63 gi| 219878369 


ref|NR_025600.1 
1622384 162383 
olderiales; Alca 
ref|NR_025515.1 
1745863 174730 
etales; Streptos 


Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Actinomadura 
0 Actinomadura 
porangineae; 


ref|NR_025508.1 


Halomonas halocynthiae 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


253858 Bacteria_ 


LMG 19981 16S rib 
G 


Proteobacteria; 
253858 Bacteria_ 


paraplantarum str 
paraplantarum Bac 
253858 Bacteria_1 
haemolytica strai 
haemolytica Bacte 


Thermomonas. 


253858 Bacteria_1 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, par 
sulfidifaciens Bacteria; 
253858 Bacteria_1 
limnaeus strain A26 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
253858 Bacteria_1 


strain DSM 13256, 
Thermotogae; 


Methylobacterium. 


253858 Bacteria_16S 
strain EDIV 16S r 
Proteobacteria; Alphaproteobacteria; 
253858 Bacteria_16S 


strain CF-25 16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


253858 Bacteria_16S 
frisingense strai 
frisingense Bacte 


Herbaspirillum. 


253858 Bacteria_16S 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
253858 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; 


thermolithotrophu: 
thermolithotrophu: 


253858 Bacteria_16S 


micronuciformis s 
micronuciformis B 


253858 Bacteria_16S 


strain ATCC 927 1 


guaymasensis stra 
Bacteria; Aquific 


253858 Bacteria_16S 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


253858 Bacteria_16S 


strain ICPB 3636 


Proteobacteria; B 


253858 Bacteria_16S 


strain DSM 11853 


Proteobacteria; B 


253858 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


253858 Bacteria_16S 


strain BG29 16S r 
Firmicutes; Clost 


Ther: 
253858 Bacteria_1 
fujisawaense stra 
fujisawaense Bact 


G 
253858 Bacteria_16S 


16S 1814315 1814355 23 

osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
16S 1840312 1840344 21 53 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
6S 1849515 1849555 23 63 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


63 gi 


6S 1853939 1853981 23 65 gi 
Firmicutes; 


6S 1904226 1904266 23 63 gi 


6S 1916162 1916186 31 55 gi 
16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho. 
6S 1939008 1939048 23 63 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


1955757 1955797 23 63 
ibosomal RNA, partial sequence 


gi 


Sphingomonadales; 
1957296 1957332 26 62 gi 
ribosomal RNA, partial sequence 


1964979 1965019 23 63 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


1970779 1970819 23 63 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteria; 
2022954 2022994 23 63 gi 
16S ribosomal RNA, partial sequence 


2044284 2044324 23 63 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; X 
2087276 2087300 31 55 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2140279 2140319 23 63 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2164447 2164483 26 62 gi 


1 


ri 


2231132 2231168 26 62 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
2246277 2246312 26 62 gi 
ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
2264850 2264890 23 


ne 


ue 
e; 


’ 


63 gi 


etaproteobacteria; Neisseriales; Neisser 
2274035 2274075 23 63 gi 


etaproteobacteria; Burkholderiales; Bu 
2275569 2275609 23 63 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2337387 2337427 23 63 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 


ne 
ri 


Heliobacteriaceae; 


219878326 
1814099 18155 
an 
219878308 
al 
ct 
219878302 
eq 
ia 


219878298 
tL 
Lactobacillales; Aer 
219878260 


al 
219878250 


219878235 
s 
ri 


219878224 
1955571 19570 
Sp 
219878223 
1957067 19585 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 


oc 
219878218 

s 
ob 


219878214 
ue 


219878180 


au 
219878165 


an 
219878131 


su 
219857641 
rt 


219857625 
6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_16S 


ne 
219857578 


Pe 
219857568 


219857556 
16S ribosomal RNA, partial sequence 2264632 22660 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
rk 
219857549 


219857503 


ref|NR_025465.1 


thomonadaceae; 
ref |NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025441.1 

1849299 185079 
monadales; Xant 


sequenc 
obacilla 


uence 
Xantho: 


v 


ref 
nce 


NR_025437.1 

185372 
ae; Globicatell 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thio 
ref|NR_025389.1 


al seque 
ococcace 


19040 
es; Chro 
19159 


ref|NR_025374.1 
1938810 194024 
biales; Methylo 


equence 
a; Rhizo 


ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref|NR_025357.1 

1964797 196621 
Burkholderiales 


hingomon 


occineae 


equence 
acteria; 


ref |NR_025353.1 
1970584 197204 
deriales; Oxalob 


nce 
Burkhol 


ref |NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref |NR_025304.1 
53 2045572 Lutei 
aceae; Luteimona 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref |NR_025230.1 
ence 214009 
Veillonellaceae; 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025166.1 
13 2232371 Persep 
lla. 
ref|NR_025156.1 
nce 2246040 224756 
Actinomycetales; Strept 


20227 
lobacter 


20440 
thomonad 


sequence 
1lfurobac 


ial sequ 
diales; 
bacterin 


e 22309 
rsephone 


ref|NR_025144.1 


nsiella 
NR_025138.1 


Simo 
ref 


iaceae; 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025091.1 


holderia 


e 22753 
ales; Bu 


Heliobacterium. 


h 


a 


11 1917433 Thermo 


b 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
Fulvimona 


s. 
Lactobacillus 

3 Lactobacillus 

lus. 
Thermomonas 

8 Thermomonas 

omonadaceae; 


Globicatella 
6 1855215 Globicatella 


a. 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Thermosipho geolei 
sipho geolei Bacteria; 


Methylobacterium 
9 Methylobacterium 


acteriaceae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


’ 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Caulobacter henricii 
acter henricii Bacteria; 
er. 

Luteimonas mephitis 


monas mephitis Bacteria; 


Ss. 

Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Persephonella 
honella guaymasensis 


Streptomyces 
5 Streptomyces 


omycineae; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 

Cupriavidus 

vidus campinensis 
Cupriavidus. 
Heliobacterium undosum 


2337153 2338651 Heliobacterium undosum Bacteria; 


253858 Bacteria_16S 
strain IL371 16S 


253858 Bacteria_16S 


galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; 


253858 Bacteria_16S 
strain LMG11607 1 
Bacteroidetes; 
253858 Bacteria_16S 
strain JSS-7 16S 


253858 Bacteria_16S 


beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 
beliardensis Bacteria; 


253858 Bacteria_16S 
strain LMG 3413 1 
Proteobacteria; 
253858 Bacteria_16S 


methoxybenzovorans strain SR3 16S ribosomal RNA, partial 
methoxybenzovorans Bacteria; 


253858 Bacteria_16S 
mcmeekinii strain 
Bacteria; 
253858 Bacteria_16S 
strain EPSA11 16S 
Bacteroidetes; 
253858 Bacteria_16S 
strain Y223G 16S 
Proteobacteria; 

253858 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 

253858 Bacteria_16S 


hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; 


253858 Bacteria_16S 
narugense strain 
Bacteria; 
253858 Bacteria_16S 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 
nagasakiensis Bacteria; 


Thermaerobacter. 
253858 Bacteria_16S 
strain IFO 12702 


253858 Bacteria_16S 
echinoides strain 


Sphingomonas. 
253858 Bacteria_16S 


Flavobacteria; 


Firmicutes; 


Bacteria; 


Firmicutes; 


2389071 2389095 31 


2392128 2392152 31 


Bacteroidetes; 
2407295 2407319 31 


2460432 2460472 23 


2502641 2502681 23 


Proteobacteria; 
2531476 2531516 23 


2572113 2572145 31 


Firmicutes; 
2621419 2621461 23 


Bacillales; 
2699847 2699887 23 


2716321 2716361 23 


2717856 2717896 23 


2727067 2727103 26 


2739041 2739065 31 


Clostridia; 
2756798 2756834 26 


Firmicutes; 


2826037 2826073 26 


2864474 2864514 23 


2904368 2904404 26 


Bacteroidales; 


Clostridia; 


55 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


55 


Flavobacteria; 


55 


63 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


63 


63 


ribosomal RNA, partial sequence 
Bacteroidia; 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


Cupriavidu 

63 gi| 219857286 |ref|NR_024917.1 

sequence 2571864 257337 

Clostridia; Clostridiales; Clostridiacea 

65 gi|219857251|ref|NR_024881.1 
Planomicrobium. 

63 gi|219857188|ref|NR_024816.1 
2699606 27010 

Prevotellaceae; Prevotella. 

63 gi|219857177|ref|NR_024805.1 

2716108 27175 
Colwellia. 
63 gi|219857176|ref|NR_024804.1 


strain CPW301 16S ribosomal RNA, partial 
Proteobacteria; 


62 


55 


Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


62 


62 


63 


ATCC 14820 16S ribosomal RNA, partial 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


62 


Betaproteobacteria; 


Clostridiales; 


gi|219857467 


2388858 23902 


219857465 
sequence 


gi 


gi] 219857455 


6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteriales; 


gi|219857409 


2460248 24616 
Sphingomonadales; 


gi|219857380 


Gammaproteobacteria; Legionellales; Legion 


gi| 219857356 


6S ribosomal RNA, partial sequence 2531266 25327 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


S23F2 16S ribosomal RNA, partial sequence 26212 
Planococcaceae; 


gi|219857169 


219857161 
27 


gi 


gi|219857148 


gi| 219856906 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


219856881 
sequence 


gi 


gi| 219856853 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacteria; 


Thermaerobacter. 
253858 Bacteria_16S 


brevicatena strain YU 720-21 16S ribosomal RNA, partial 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
253858 Bacteria_16S 


Firmicutes; 


2943824 2943860 26 


3010613 3010649 26 


Clostridia; 


62 


62 


Clostridiales; 


219856827 
sequence 


gi 


gi|219846916 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 


multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 


Geodermatophilaceae; 
253858 Bacteria_16S 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis 
Clostridiaceae; 


Clostridia; 
253858 Bacteria_16S 
hortensis strain 


Intrasporangiaceae; 
253858 Bacteria_16S 


Clostridiales; 


Modestobacter. 
3031876 3031908 31 


3045581 3045617 26 


Ornithinicoccus. 
3053211 3053251 23 


63 


62 


63 


strain CreCitl 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 


Clostridium. 


gi|219846901 


gi| 219846891 


HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 


gi|219846886 


Flavobacteriales; 


sequence 2717632 27191 
Burkholderiales; 


388 
Thermodesulfobiaceae; 


sequence 2756546 275805 


Clostridiales Fami 


Sphingomonadales; 


Clostridiales Family 


Actinomycetales; 


Actinomycetales; 


inomycetales; 


ref|NR_025055.1 


ref|NR_025053.1 
2391886 239336 
Flavoba 


ref |NR_025043.1 


ref |NR_024997.1 
Sphingo 
NR_024968.1 
250240 


ref 


ref|NR_024944.1 


0 
(e) 


ref|NR_024797.1 
2726822 272832 
Persephonel 
ref|NR_024789.1 
10 2740172 Thermo 
T 
NR_024776.1 


ref 


ref |NR_024727.1 


ref |NR_024700.1 
2864276 286573 
Sphin 


ref |NR_024672.1 
2904128 290561 


ref |NR_024646.1 
2943614 294507 
Frankine 


ref|NR_026508.1 
3010413 301189 


ref|NR_026493.1 


ref|NR_026483.1 
3045360 304685 


Bacteria; 


ref |NR_026478.1 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Zobellia 


8 Zobellia 
cteriaceae; 


Zobellia. 
Riemerella columbina 


26 Riemerella columbina Bacteria; 
Flavobacteriaceae; Riemerella. 


Sphingomonas aquatilis 


89 Sphingomonas aquatilis Bacteria; 


Sphingomonadaceae; monas. 


Legionella 


5 2503874 Legionella 
ellaceae; Legionella. 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Clostridium 


7 Clostridium 
e; 


Clostridium. 
Planomicrobium 


00 2622680 Planomicrobium mcmeekinii 


Prevotella salivae 


98 Prevotella salivae Bacteria; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Herbaspirillum 


5 Herbaspirillum 
xalobacteraceae; 


Persephonella 


8 Persephonella 
Las 


Thermodesulfobium 


desulfobium narugense 
hermodesulfobium. 


Thermaerobacter 


6 Thermaerobacter 
ly XVII. 


Incertae Sedis; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


Sporichthyaceae; Sporichthya. 


Sphingomonas 


8 Sphingomonas 
gomonadaceae; 


Thermaerobacter 


5 Thermaerobacter 


XVII. Incertae Sedis; 


Sporichthya 


9 Sporichthya 
ae; 


Sporichthyaceae; 


Modestobacter 


4 Modestobacter 
Frankineae; 


Clostridium indolis 
Firmicutes; 


Ornithinicoccus 


1 Ornithinicoccus 
Micrococcineae; 


Formivibrio citricus 


3052993 3054482 Formivibrio citricus Bacteria; 


253858 Bacteria_16S 3157203 3157235 31 63 gi| 219846817 |ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

253858 Bacteria_16S 3234459 3234499 23 63 gi|219846764|ref|NR_026356.1| Thermosyntropha 


lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 


253858 Bacteria_16S 3239143 3239183 23 63 gi|219846761|ref|NR_026353.1 


Xanthobacter tagetidis 


strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


253858 Bacteria_16S 3252586 3252622 26 62 gi|219846752|ref|NR_026344.1 


Actinomadura kijaniata 


strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 


Actinomadura. 
253858 Bacteria_16S 3261602 3261642 23 63 gi| 219846746 |ref|NR_026338.1 


Sphingomonas trueperi 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 


253858 Bacteria_16S 3295039 3295079 23 63 gi|219846724|ref|NR_026316.1 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 329632 


Xanthomonas 
2 Xanthomonas 


albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 
253858 Bacteria_16S 3311740 3311780 23 63 gi|219846712|ref|NR_026304.1 


Sphingobium xenophagum 


strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 


253858 Bacteria_16S 3317842 3317882 23 63 gi|219846708|ref|NR_026300.1 


Spirochaeta asiatica 


strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 


Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
253858 Bacteria_16S 3349740 3349780 23 63 gi|219846684|ref|NR_026276.1 


Paucimonas lemoignei 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 


253858 Bacteria_16S 3371205 3371241 26 62 gi|219846669|ref|NR_026261.1 


Streptosporangium 


album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
7 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae 
Streptosporangium. 
253858 Bacteria_16S 3387945 3387985 23 63 gi| 219846653 |ref|NR_026245.1 


Streptosporangiaceae; 


Rhabdochromatium 


marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatiu 
253858 Bacteria_16S 3444589 3444629 23 63 gi|219846613|ref|NR_026205.1 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succin 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticu 
253858 Bacteria_16S 3447668 3447704 26 62 gi|219846611|ref|NR_026203.1 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 344895 


m. 
Succiniclasticum 
iclasticum ruminis 
m. 

Streptomyces 

2 Streptomyces 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
253858 Bacteria_16S 3491947 3491983 26 62 gi| 219846581 |ref|NR_026173.1 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 349320 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacteriaceae; Mycobacterium. 
253858 Bacteria_16S 3505371 3505403 26 58 gi|219846572|ref|NR_026164.1 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Microbacterium barkeri 


strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
253858 Bacteria_16S 3526710 3526750 23 63 gi|219846558|ref|NR_026150.1 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 352796 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
253858 Bacteria_16S 3596997 3597037 23 63 gi|219846509|ref|NR_026101.1 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticu 
253858 Bacteria_16S 3598561 3598593 31 63 gi|219846508|ref|NR_026100.1 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 359982 


celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
253858 Bacteria_16S 3679100 3679132 31 63 gi|219846451|ref|NR_026042.1 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 368032 


aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricke 
Rickettsia; spotted fever group. 
253858 Bacteria_16S 3700098 3700122 31 55 gi|219846436|ref|NR_026027.1 


eae; Microbacterium. 
Clostridium 

8 Clostridium 
lostridium. 
Clostridium 

idium lentocellum 
m. 

Clostridium 

6 Clostridium 
lostridium. 
Rickettsia 

3 Rickettsia 
ttsiaceae; Rickettsieae; 


Ureaplasma gallorale 


strain D6-1 16S ribosomal RNA, partial sequence 3699882 3701336 Ureaplasma gallorale Bacteria; 


Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
253858 Bacteria_16S 3703153 3703177 31 55 gi|219846434|ref|NR_026025.1 
anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 370430 
anatipestifer Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 


253858 Bacteria_16S 3770185 3770225 23 63 gi|219846384|ref|NR_025975.1 


Ralstonia syzygii 


strain R001 16S ribosomal RNA, partial sequence 3769978 3771422 Ralstonia syzygii Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 


253858 Bacteria_16S 3780820 3780852 31 


63 


strain RB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; 


fever group. 


gi|219846376 


ref 


NR_025967.1 


Rickettsia honei 


3780594 3782084 Rickettsia honei Bacteria; 


Rickettsiaceae; 


Rickettsieae; 


Rickettsia; spotted 


253858 Bacteria_16S 3809415 3809447 31 63 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

253858 Bacteria_16S 3832379 3832403 31 55 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 


strain ATCC 27255 
Firmicutes; 
253858 Bacteria_16S 


Clostridia; Clostridiales; 
3833841 3833873 31 


strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Rumin 
Ruminococcaceae; 


Clostridia; Clostridiales; 
253858 Bacteria_16S 3845964 3845996 31 
rhipicephali strain 3-7-6 16S ribosomal 
rhipicephali Bacteria; Proteobacteria; 
Rickettsia; spotted fever group. 

253858 Bacteria_16S 3847454 3847486 31 


strain ATCC VR-611 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
spotted fever group. 
253858 Bacteria_16S 3848944 3848976 31 
strain Mtul 16S ribosomal RNA, partial 


fever group. 
253858 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 
253858 Bacteria_16S 
strain FT2-B 16S 


3891879 3891903 31 
Bacteria; 


3907204 3907228 31 
ribosomal RNA, partial 


Tenericutes; Mollicutes; Mycoplasmataceae; 


253858 Bacteria_16S 3908727 3908751 31 
strain A417 16S ribosomal RNA, partial 


253858 Bacteria_16S 3910257 3910281 31 


canigenitalium strain D6P-C 16S ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 


63 


63 
RNA, 


63 


63 


sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; 


55 


strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


55 
sequence 


55 


sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; 


55 


Ruminococcus. 


complete sequence 
Alphaproteobacteria; 


Rickettsiales; 


Ureaplasma. 


Ureaplasma. 


gi| 219846339 


gi| 219846331 


219846330 


gi 


gi| 219846329 


3832173 3833552 Rumin 
Ruminococcaceae; Ruminococcus. 
ref 
ococcus albus 7 


ref 
Rickettsiales; 
ref 
3847238 3848677 Rickettsia montanensis 


Rickettsiaceae; 


ref 


NR_025929.1 


NR_025921.1 
3845748 384718 


NR_025920.1 
Ric 


NR_025919.1 


Rickettsiaceae; 


ococcus bromii Bacteria; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Rickettsia 
7 Rickettsia 
Rickettsieae; 
Rickettsia montanensis 
kettsieae; 


Rickettsia; 


Rickettsia massiliae 


3848728 3850167 Rickettsia massiliae Bacteria; 


Rickettsiaceae; 


gi| 219846300 


gi|219846289 


ref 
complete sequence 
Gammaproteobacteria; Ocea 


ref 


Rickettsieae; 


NR_025890.1 
389163 


NR_025879.1 


nospirillales; 


Rickettsia; spotted 


Halomonas 
6 3893166 Halomonas 


Halomonadaceae; 


Ureaplasma felinum 


3906969 3908441 Ureaplasma felinum Bacteria; 


gi| 219846288 


ref 


NR_025878.1 


Ureaplasma diversum 


3908492 3909969 Ureaplasma diversum Bacteria; 


219846287 
sequence 


gi 


canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


253858 Bacteria_16S 3911736 3911776 23 


oligotrophica strain S58 16S ribosomal RNA, partial sequence 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; 


253858 Bacteria_16S 
strain BN 126 16S 


3940266 3940306 23 


253858 Bacteria_16S 3944632 3944672 23 


63 


63 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 


63 


strain PW2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


253858 Bacteria_16S 3999290 3999330 23 


63 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
ref 


253858 Bacteria_16S 4005275 4005315 23 


chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


chungwhensis Bacteria; 
Salinimonas. 
253858 Bacteria_16S 


Proteobacteria; 


4006741 4006781 23 


63 


63 


strain SW-2 16S ribosomal RNA, partial sequence 


Bacteroidetes; Sphingobacteria; 
253858 Bacteria_16S 4085580 4085620 23 
strain GB8-1 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 

253858 Bacteria_16S 4112638 4112674 26 


permense strain VKM Ac-2280 16S ribosomal RNA, partial 


permense Bacteria; 
Brevibacterium. 
253858 Bacteria_16S 
strain ATCC 29799 
Bacteria; Bacteroidetes; Bacteroidia; 
253858 Bacteria_16S 4202761 4202797 26 
strain B7319 16S 


4192370 4192410 23 


253858 Bacteria_16S 4204309 4204345 26 


63 
sequence 


Syntrophomonadaceae; 


62 


63 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


62 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


62 


gi| 219846286 


gi|219846265 


ref 


ref 


Rhizobiales; 
ref 


NR_025877.1 
3910020 391149 
Ureaplasma. 

NR_025876.1 
3911550 391285 
Bradyrh 
NR_025855.1 


Ureaplasma 
9 Ureaplasma 


Agromonas 

7 Agromonas 
izobiaceae; Agromonas. 
Rhodobium marinum 


3940082 3941471 Afifella marina Bacteria; 


gi| 219846262 


Afifella. 
ref 


NR_025852.1 


Acidocella facilis 


3944448 3945854 Acidocella facilis Bacteria; 


gi| 219846225 


Acetobacteraceae; 
ref 


Acidocel 
NR_025815.1 


la. 
Silanimonas lenta 


3999120 4000501 Silanimonas lenta Bacteria; 


gi| 219846221 


gi|219846218 
4006528 4008003 


Sphingobacteriales; Cyclobacteriaceae; 
ref 


gi|219846162 


Alteromonadales; 


ref 


Silanimon 
NR_025811.1 
4005071 400647 
Alte 


NR_025808.1 
Algoriphagus 
Algoriphag 
NR_025752.1 


as. 

Salinimonas 
7 Salinimonas 
romonadaceae; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Syntrophomonas curvata 


4085324 4086882 Syntrophomonas curvata Bacteria; 


219846142 
sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846080 
4192139 


gi 


gi| 219846073 
4202580 4204027 
Streptomycineae; 
gi|219846072 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 


Syntrophomonas. 
ref 


ref 


Bacteroidaceae; 
ref 


ref 


NR_025732.1 
4112427 411388 
Micrococcin 


NR_025670.1 
4193621 Bacter 
Bacteroides. 
NR_025663.1 
Streptomyces 
Streptomyceta 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Bacteroides capillosus 
oides capillosus 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 


NR_025662.1 
4204078 420556 


Streptomyces 
5 Streptomyces 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
253858 Bacteria_16S 


lactatifermentans 
lactatifermentans 


253858 Bacteria_16S 


strain M175 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


strain 01008 16S 
Tenericutes; Moll 


253858 Bacteria_16S 


PB90-1 16S riboso: 
Opitutae; Opituta 


253858 Bacteria_16S 


strain 216 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 


253858 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


253858 Bacteria_16S 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


253858 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


strain ml134/97/1 
Firmicutes; Lacto 


253858 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


253858 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


253858 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


253858 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


253858 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


253858 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


253858 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


253858 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


253858 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


253858 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


Streptomyces. 


ibosomal RNA, partial sequence 


4239204 4239244 23 63 gi 


286063 286094 26 57 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
695823 695854 26 57 gi 
mal RNA, partial sequence 

les; Opitutaceae; Opitutus. 
707429 707460 26 57 
bosomal RNA, partial sequence 


gi 


gi 


1218340 1218371 26 57 gi 
16S ribosomal RNA, partial sequence 


2626029 2626060 26 57 gi 
in Benl06 16S ribosomal RNA, partial s 


Tessaracoccus. 
2730095 2730126 26 57 
ribosomal RNA, partial sequence 


eae; 
gi 


3069736 3069770 23 57 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; 
3428503 3428554 18 69 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; S 
18286 18344 14 72 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


56280 56314 23 57 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
77320 77354 23 57 gi 
eria; Proteobacteria; Deltaproteobacte 
196113 196167 15 69 
bosomal RNA, partial sequence 


gi 


GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
253858 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


eria; Actinobacteria; Actinobacteridae; 


Vagococcu 


in B331 16S ribosomal RNA, partial seq 


4232932 42344 
nebacterin 


219846042 
nce 


265678869 


285875 28729 


265678585 


695588 697067 Opitu 


265678577 


707255 70861 
ionibacter 


219878368 
12181 


ales; 


219857247 
equence 


v 


219857167 


2729867 27313 
eltaproteobacteria; Myxococcales; Nann 
253858 Bacteria_16S 


s. 
219846625 
34282 


265679051 
sequence 
a; 


265679026 
nce 56079 
ales; 
265679012 
uence 
ria; Desul 


265678932 


195893 19735 


42390 
les; Methy 


Prop 


Actinomy 


ocystineae; Na 
219846875 |ref 
30695 


hewanellac 


Sphingo 


Chro: 


eae; 
ref 


loba 


ref 


ref 


tus 


ref 


inea 


ref 


ioni 


ref 


ceta 


ref 


ref 


eae; 
ref 


bact 


ref 


mati 
ref 


foba 


ref 


22 Mycobacterium 


11 4240418 Methy 


99 1219566 Luteo 


2625807 26272 


50 Plesiocystis 


11 3070973 Vagoc 


93 3429730 Shewa 


18082 


57529 


77090 


Mycobacteri 
NR_025632.1 
1 
cteriaceae; 
NR_029175.1 


NR_028890.1 
terrae Bacte 


NR_028882.1 


e; Propionib 
NR_025507.1 
c 
bacterineae; 
NR_024877.1 
7 
les; Propion 
NR_024795.1 


nnocystaceae 
NR_026467.1 
° 


NR_026217.1 
n 
Shewanella. 
NR_029359.1 
19577 
eriales; Fle 
NR_029334.1 
Thiocy 
aceae; Thioc 
NR_029320.1 
78536 
D 


cterales; De 


NR_029240.1 


Streptomycineae; 


4219594 4219634 23 63 gi|219846061|ref|NR_025651.1]| Clostridium 
strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
4233162 4233198 26 62 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 


shottsii Bacteria; 
aceae; Mycobacterium. 
Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Tessaracoccus 
1 Tessaracoccus 


ibacterineae; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Shewanella benthica 
ella benthica Bacteria; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Thiocystis gelatinosa 
stis gelatinosa 

ystis. 

Desulfospira 
Desulfospira 
sulfobacteraceae; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


ammaproteobacteria; Methylococcales; Met 
217831 217865 23 57 gi 
n Mu 290 16S ribosomal RNA, complete s 


ria; Planctomycetes; Planctomycetacia; 


eq 


273981 274015 23 57 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ribosomal RNA, partial sequence 
bacillales; Weissella. 

513617 513651 23 57 
bosomal RNA, partial sequence 

bacillales; Lactobacillaceae; 


gi 


Lactobacil 


253858 Bacteria_16S 


550348 550382 21 55 


gi 


hylococec 


265678917 


uence 


Planctomy 


265678877 
273748 27524 


472041 47353 


265678709 
513446 51481 


lus. 


265678685 


versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 


versmoldensis Bac 


teria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


crobium. 
Planctomyces 
Planctomyces 
mycetaceae; 


aceae; Methylomi 
ref |NR_029225.1 
217606 219133 


cetales; Plancto 


ref|NR_029183.1| Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 


298230 298272 23 65 gi|265678861|ref|NR_029167.1| Anaeroplasma 
train 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
acteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
472287 472321 21 55 gi|265678736|ref|NR_029041.1| Weissella koreensis 


7 Weissella koreensis Bacteria; 


ref|NR_029014.1| Lactobacillus rossiae 
3 Lactobacillus rossiae Bacteria; 
ref |NR_028990.1| Lactobacillus 


550095 551652 Lactobacillus 
Lactobacillus. 


253858 Bacteria_16S 591075 591125 23 73 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
253858 Bacteria_16S 609229 609271 23 65 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

253858 Bacteria_16S 698800 698834 23 57 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 
strain 6111 16S ribosomal RNA, partial sequence 698584 699934 Thiocystis violascens Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

253858 Bacteria_16S 780045 780087 23 65 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
strain S-743 16S ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

253858 Bacteria_16S 862406 862440 31 65 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

253858 Bacteria_16S 875847 875881 26 60 gi|265678461|ref|NR_028764.1| Streptomyces 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

253858 Bacteria_16S 886483 886509 29 55 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

253858 Bacteria_16S 890976 891010 23 57 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

253858 Bacteria_16S 923500 923534 23 57 gi| 265678429 |ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
253858 Bacteria_16S 934281 934323 23 65 gi|265678422|ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
253858 Bacteria_16S 1082227 1082265 21 59 gi|265678321|ref|NR_028623.1| Lactobacillus equi 


strain YIT 0455 1 
Firmicutes; Lacto 


253858 Bacteria_16S 
ain YKJ-115 16S ribosomal RNA, partial 
Jeotgal 


psychrophilus str 
psychrophilus Bac 


253858 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


253858 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


253858 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


253858 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


253858 Bacteria_16S 


necropolis strain 
necropolis Bacter 


253858 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


253858 Bacteria_16S 


strain P 229/10 1 


strain DSM 9172 1 
Firmicutes; Lacto 


253858 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


strain DSM 5192 1 
Firmicutes; Clost 


6S ribosomal RNA, partial sequence 10 
bacillales; Lactobacillaceae; 
1284558 1284600 23 65 gi 
teria; Firmicutes; Bacillales; 
1496962 1496992 23 53 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. 
Halanaerobiaceae; Halanaerobium. 
1525509 1525543 23 57 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; 
1566167 1566213 13 59 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1624103 1624137 23 57 
ribosomal RNA, partial sequence 
hingobacteria; 
1803579 1803621 23 65 
LMG 19488 16S ribosomal RNA, 
ia; Firmicutes; Bacillales; 
1808206 1808248 23 65 gi 
n CMS 26o0r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; 
1821993 1822019 29 


gi 


gi 


gi 


55 gi 


1856889 1856923 21 55 


gi 
bacillales; Carnobacteriaceae; 


1898481 1898515 23 57 gi 


2050539 2050573 23 57 gi 


ridia; Clostridiales; Veillonellaceae; 


253858 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


2114566 2114608 23 65 gi 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 


Lactobac 


sac 


Lactobacillaceae 


1565947 15674 
Leptot 


1623889 16253 
Sphingobacteriales; Cyc 


complete 
Bacillacea 


Planococc 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 
6S ribosomal RNA, partial sequence 1856650 18581 
Trichoc 


R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
253858 Bacteria_16S 
6S ribosomal RNA, partial sequence 2050314 20518 


82049 10834 
illus. 
219846054 
sequence 
icoccus. 
219846665 
16S riboso 
charolytic 


219857499 

15252 
; Lactobac 
219846058 


richia. 
219878460 


lobacteria 
219878333 
sequence 
e; Virgiba 
219878330 
sequence 

aceae; Pla 
219878321 


ococcineae 
219878296 


occus. 
219878264 
nce 18982 
caligenace 
219878158 


Anaerosin 
219857658 


61 Lactobacillus 


ref |NR_025644.1 
1284334 128584 


NR_026257.1 
RNA, complet 
acteria; Fir 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref |NR_025648.1 
31 Leptotrichia 


ref|NR_025599.1 


ceae; Belliella 
ref|NR_025472.1 

1803341 180486 
cillus. 
ref |NR_025469.1 
1807983 180946 
nococcus. 
ref|NR_025460.1 


; Mi 
ref 


crobacteriac 
NR_025435.1 


ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 

ref |NR_025297.1 


ref 


equi Bacteria; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Halanaerobium 
e sequence 
micutes; 


1496733 
Clostridia; 


Lactobacillus jensenii 
acillus jensenii 


Leptotrichia shahii 


shahii Bacteria; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Virgibacillus 
2 Virgibacillus 


Planococcus 
1 Planococcus 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 
us. 


Planococcus maritimus 


NR_025247.1 


2114343 2115849 Planococcus maritimus Bacteria; 


253858 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


253858 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


253858 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


253858 Bacteria_16S 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


253858 Bacteria_16S 


strain K265 16S r 
Actinobacteria; A 


253858 Bacteria_16S 


strain K300 16S r 
Actinobacteria; A 


253858 Bacteria_16S 
osomal RNA, partial sequence 


strain 3T 16S rib 
Tenericutes; Moll 


253858 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


2226555 2226597 23 65 gi 


219857581 


ref 


NR_025169.1 


Paenibacillus 


AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

2249414 2249448 31 65 gi|219857566|ref|NR_025154.1]| Fructobacillus 
DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
a; Firmicutes; Lactobacillales; Fructobacillus. 

2316374 2316416 23 65 gi|219857518|ref|NR_025106.1| Paenibacillus 
n PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
ria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

2328427 2328457 28 58 gi|219857510|ref|NR_025098.1| Microbacterium 
n LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Microbacterium. 

2360211 2360237 29 55 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
ibosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

2361735 2361761 29 55 gi| 219857486 |ref|NR_025074.1| Subtercola boreus 
ibosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

2477023 2477057 23 57 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 


icutes; Mycoplasmataceae; Mycoplasma. 
2481515 2481549 23 57 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2476824 24782 


219857395 
2481316 24827 


ref 


NR_024983.1 


44 Mycoplasma indiense Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


253858 Bacteria_16S 2632056 2632098 31 73 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 
strain ACAM 81 16S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

253858 Bacteria_16S 2642850 2642892 23 65 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

253858 Bacteria_16S 2705913 2705955 23 65 gi|219857184|ref|NR_024812.1| Exiguobacterium 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
253858 Bacteria_16S 2873882 2873924 23 65 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

253858 Bacteria_16S 3007688 3007722 23 57 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

253858 Bacteria_16S 3048668 3048702 23 57 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

253858 Bacteria_16S 3089359 3089393 23 57 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

253858 Bacteria_16S 3141835 3141877 23 65 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

253858 Bacteria_16S 3245207 3245249 23 65 gi|219846757|ref|NR_026349.1| Listeria grayi strain 


ATCC19120 16S rib 
Bacillales; Liste 


253858 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


253858 Bacteria_16S 


strain DSM 7083 1 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


253858 Bacteria_16S 
ubsp. 


saccharolyticum s 


osomal RNA, partial sequence 


cteria; Actinobacteria; Actinobacterid 


ae 
Brachybacterium. 


3355933 3355963 29 59 gi 


oc 


3359060 3359086 29 55 gi 
s 


, 
Brachybacterium. 


3375756 3375786 23 53 gi 


senegalense strain DSM 7379 16S ri 


Halanaerobium saccharolyticum subsp. 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
253858 Bacteria_16S 3609214 3609256 23 65 gi|219846499|ref 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 
253858 Bacteria_16S 3675974 3676004 23 53 gi| 219846453 |ref 


3244997 32464 


riaceae; Listeria. 
3354373 3354399 29 55 gi|219846680|ref 
rain CNRZ 926 16S ribosomal RNA, complete sequen 


; Actin 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


occinea 


219846677 


equence 
Actinom 


219846666 


bosomal 


congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 


congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; 


omyce 


ref 


; De 
ref 


e 


yceta 


ref 
RNA, 


ce 3354134 33556 


3358821 33603 


NR_026272.1 
4 
° 


tales; Micr 


NR_026271.1 


rmabacterace 
NR_026269.1 
3 
les; Microco 
NR_026258.1 


partial seq 


NR_026091.1 


22 Listeria grayi Bacteria; Firmicutes; 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 
2 Brachybacterium 
ccineae; 


Halanaerobium 
uence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


NR_026044.1 


Halanaerobium 


3675717 3677244 Halanaerobium 


H 


alanaerobium. 


253858 Bacteria_16S 3768652 3768678 29 55 gi|219846385|ref|NR_025976.1| Clavibacter 
michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 3768438 3769927 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 

253858 Bacteria_16S 3873266 3873308 23 65 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

253858 Bacteria_16S 3950518 3950568 18 68 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

253858 Bacteria_16S 4158738 4158776 21 59 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

253858 Bacteria_16S 4208838 4208872 31 65 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

253858 Bacteria_16S 4221118 4221160 23 65 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 


Bacillales; 


253858 Bacteria_ 
strain 1502-91 16 
Fl 


Bacteroidetes; 


253858 Bacteria_ 
brennaborense str 
brennaborense Bac 
253858 Bacteria_ 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


253858 Bacteria_ 
dassonvillei subs 


Bacil 


laceae; Anaerobacillus. 

16S 27428 27469 22 63 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
16S 35027 35068 23 64 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; S 
16S 42498 42531 26 59 gi 
strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 

16S 84784 84817 26 59 gi 
p- dassonvillei strain IMRU 509 16S ri 


gi 


27210 


265679045 
28718 
cteriaceae 
265679040 
equence 

pirochaeta 
265679035 
partial s 
idae; Acti 


, 


265679006 


ref 


NR_029353.1 


Coenonia anatina 


Coenonia anatina Bacteria; 


Co 
ref 
34837 
ceae 
ref 
eque 
nomy 


ref 
bosomal RNA, p 


enonia. 
NR_029348.1 

36333 
7 Treponema 
NR_029343.1 
nce 42294 
cetales; St 


xr 


NR_029314.1 
artial seque 


Treponema 
Treponema 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


253858 Bacteria_ 
aespoeensis strai 
aespoeensis Bacte 


Desulfovibrio. 


253858 Bacteria_ 
strain DM-2 16S r 
D 


Proteobacteria; 


253858 Bacteria_ 


strain V 5-2 16S 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
253858 Bacteria_16S 283056 283097 23 64 gi 
vibrioformis strain B54 16S ribosomal RNA, complete seq 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacte 
Desulfobacter. 

253858 Bacteria_16S 363406 363455 6 55 gi 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobac 
253858 Bacteria_16S 744199 744240 22 63 gi 


strain LAl 16S ri 
Fl 
253858 Bacteria_16S 


Bacteroidetes; 


postgatei strain 
Bacteria; 


Desulfotalea. 


253858 Bacteria_16S 
strain T-3 16S ri 
Sp 
253858 Bacteria_16S 
strain II-2 16S r 
Sp 
253858 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 


Bacteroidetes; 


Bacteroidetes; 


Desulfobacca. 


253858 Bacteria_16S 
strain ES10.1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Proteob 
253858 Bacteria_16S 
psychrophila stra 
psychrophila Bact 


Streptosporangineae; Nocardiopsaceae; 
16S 95501 95542 23 64 gi 
n Aspo2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 
16S 113877 113918 23 64 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
16S 153417 153458 23 64 gi 
ribosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
778522 778563 23 64 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
926598 926639 23 64 gi 


eria; Proteobacteria; Deltaproteobacte 
974421 974454 22 55 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
978833 978866 23 56 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1026332 1026373 23 64 


gi 
Sap 

gi 
Sap 

gi 


ria; Proteobacteria; Deltaproteobacter 


in LSv54 16S ribosomal RNA, partial sequence 


978631 98004 


n ASRB2 16S ribosomal RNA, partial sequence 


rospiracea 
265678360 


e; 


ia; Syntro 


1130649 1130682 26 59 gi 


253680769 


L 


ref 
1026088 10275 
phob 


ewinella. 
NR_028662.1 
9 


acterales; S 


ref 
1130448 1131904 Nocardiopsis exhalans Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


Nocardiopsis. 

265678999 |ref|NR_029307.1| Desulfovibrio 

uence 95265 96764 Desulfovibrio 

ia; Desulfovibrionales; Desulfovibrionaceae; 

265678986 |ref|NR_029294.1| Syntrophus buswellii 
113641 115189 Syntrophus buswellii Bacteria; 

s; Syntrophaceae; Syntrophus. 

265678960|ref|NR_029268.1| Oxobacter pfennigii 
153188 154677 Oxobacter pfennigii Bacteria; 

Oxobacter. 

265678871|ref|NR_029177.1| Desulfobacter 

uence 282818 284333 Desulfobacter 

ria; Desulfobacterales; Desulfobacteraceae; 

265678812|ref|NR_029117.1| Phenylobacterium 

ence 363264 364685 Phenylobacterium lituiforme 

terales; Caulobacteraceae; Phenylobacterium. 

265678550|ref|NR_028854.1| Psychroflexus tropicus 
744001 745418 Psychroflexus tropicus Bacteria; 

cteriaceae; Psychroflexus. 

265678526 |ref|NR_028830.1| Desulfobacter 

ce 778272 779794 Desulfobacter postgatei 

acterales; Desulfobacteraceae; Desulfobacter. 

265678427 |ref|NR_028729.1| Desulfotalea 

926361 927852 Desulfotalea 

ria; Desulfobacterales; Desulfobulbaceae; 

265678394|ref|NR_028696.1| Lewinella persicus 
974224 975642 Lewinella persicus Bacteria; 

rospiraceae; Lewinella. 

265678391|ref|NR_028693.1| Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


NR_028017.1 


Nocardiopsis exhalans 


253858 Bacteria_16S 1166943 1166984 22 


ATCC 700755 16S ribosomal RNA, partial sequence 


Bacteria; Bacteroidetes; Flavobacteria; 
253858 Bacteria_16S 1200298 1200331 26 


colombiense DSM 12261 16S ribosomal RNA, 
Synergistia; 


12261 Bacteria; Synergistetes; 
253858 Bacteria_16S 1269767 1269808 23 
ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 
253858 Bacteria_16S 
strain VPI 0546 1 
Actinobacteria; C 
253858 Bacteria_16S 
magneticus strain 
Bacteria; Proteob 
253858 Bacteria_16S 
strain MP145 16S 
Tenericutes; Moll 
253858 Bacteria_16S 
strain M2000/95/1 
Bacteria; Proteob 
253858 Bacteria_16S 
strain 8025 16S r 
Proteobacteria; G 
253858 Bacteria_16S 
lipocyclicus stra 
lipocyclicus Bact 
253858 Bacteria_16S 
metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 
253858 Bacteria_16S 
strain DSM 1672 1 
Firmicutes; Clostridia; 
253858 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; Nocardiopsis. 

253858 Bacteria_16S 1933033 1933074 23 
strain DSM 12838 
Proteobacteria; D 
253858 Bacteria_16S 
strain NNO15860 1 
Bacteroidetes; Flavobacteria; 
253858 Bacteria_16S 2096361 2096394 22 
KMM 3909 16S ribo 
Flavobacteria; Flavobacteriales; 
253858 Bacteria_16S 2102463 2102504 23 
submarinus strain 
Bacteria; Proteob 
253858 Bacteria_16S 
strain KS9 16S ri 


ria; Proteobacteria; 
1289196 1289229 24 
6S ribosomal RNA, 
oriobacteridae; 
1368219 1368260 23 


1392246 1392287 23 
ribosomal RNA, partial 


1442544 1442581 18 


1511871 1511908 18 


1581299 1581356 6 


1743045 1743078 26 


1747587 1747628 23 


1876725 1876758 26 


2062676 2062717 23 


2252441 2252474 26 


253858 Bacteria_16S 
dechloracetivoran 
dechloracetivorans Bacteria; 
Desulfovibrionaceae; Desulfovibrio. 
253858 Bacteria_16S 2396598 2396639 23 
gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 
253858 Bacteria_16S 
kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; Nocardiopsis. 

253858 Bacteria_16S 2510290 2510323 26 
strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 
253858 Bacteria_16S 


2355627 2355668 23 


eria; Firmicutes; 


2401129 2401162 26 


2559895 2559928 26 


strain ILE-3 16S ribosomal RNA, partial sequence 
Synergistales; 


Synergistetes; Synergistia; 


n Tokyo 01 16S ribosomal RNA, partial 


RS-1 16S ribosomal RNA, 
acteria; Deltaproteobacteria; Desulfov 


icutes; Mycoplasmataceae; Mycoplasma. 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


R2A 16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 


in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


s strain SF3 16S ribosomal RNA, partia 


Proteobacteria; 


in LBS3 16S ribosomal RNA, partial seq 
Clostridia; 


n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


14423 


29 1443825 Actin 


fo) 


63 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
1166738 1168192 Psychroflexus torquis ATCC 700755 
Flavobacteriales; Flavobacteriaceae; Psychroflexus. 
59 gi|228715386|ref|NR_027531.1| Aminobacterium 
partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
Synergistales; Synergistaceae; Aminobacterium. 
64 gi|219846400|ref|NR_025991.1| Desulfonema 
sequence 1269526 1270965 Desulfonema 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
57 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
64 gi|228718692|ref|NR_027575.1| Desulfovibrio 
complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
ibrionales; Desulfovibrionaceae; Desulfovibrio. 
64 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 
sequence 1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 
55 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 


bacillus scotiae 


llales; Pasteurellaceae; Actinobacillus. 
55 gi|219878127|ref|NR_025266.1| Histophilus somni 
1511717 1513077 Histophilus somni Bacteria; 
steurellaceae; Histophilus. 
63 gi|219878490|ref|NR_025629.1| Rhodovarius 
al sequence 1581111 1582568 Rhodovarius 
ria; Rhodovarius. 
59 gi|219878378|ref|NR_025517.1| Nocardiopsis 
partial sequence 1742831 1744318 Nocardiopsis metallicus 
ales; Streptosporangineae; Nocardiopsaceae; 
63 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 


6S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 


Megamonas 


59 19878283 


gi|2 
i 
7 


64 gi| 219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
eltaproteobacteria; Desulfovibrionales 


’ 


64 219878148 


gi 


6S ribosomal RNA, partial sequence 2062466 20639 
Flavobacteriales; 


ct 
219878124 


Flavoba 


55 gi 


somal RNA, partial sequence 2096154 2097581 Meson 
Flavobacteriaceae; Mes 


onia. 
219878118 
e 21022 
Desulfovib 
gi| 219857564 
2252243 22536 
Streptosporang 
gi| 219857490 
1 sequence 
obacteria; 


64 gi 


59 


64 
Deltaprote 


64 219857462 
uence 


iales; 


gi 


Clostrid Clo 


59 219857459 
uence 
Actinomyc 


gi 


59 219857370 
25100 


Stre 


gi 


ales; 


59 gi| 219857337 


sequence 
Actinomy 


rionales; 


ref 
ceta 


ref 


ref 
7 Ce 
ref 
iaa 
ref 


; De 
ref 


inea 
ref 


Des 
ref 
stri 
ref 
etal 
ref 


ptos 


37 Cellulophaga 
eriaceae; 


11 2103776 Desul 


96 Nocardiopsis 


2355381 23569 


NR_025422.1 


1876505 187800 
Strepto 


les; 
NR_025378.1 


biaceae; Des 
NR_025287.1 


llulophaga. 
NR_025263.1 
lgae Bacter 


NR_025257.1 
£ 
sulfohalobi 
NR_025152.1 


e; Nocardiop 
NR_025078.1 
1 


ulfovibriona 


NR_025050.1 


2396386 239781 


diales Famil 


NR_025047.1 


2400924 240237 


es; Streptos 


NR_024958.1 


68 2511541 Nocard 


porangineae; 


ref 


NR_024925.1 


i 


a 


68 Megamonas hypermegale Bacteria; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicro 


ulfomicrobium. 
Cellulophaga fucicola 


fucicola Bacteria; 


Mesonia algae strain 
a; Bacteroidetes; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Desulfovibrio 

7 Desulfovibrio 

les; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Aminobacterium mobile 


2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistaceae; Aminobacterium. 


253858 Bacteria_16S 2599737 2599774 18 55 gi| 219857268 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequenc 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Paste 
253858 Bacteria_16S 2601291 2601328 18 55 gi| 219857267 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 26025 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
253858 Bacteria_16S 2604399 2604436 18 55 gi| 219857265 
strain P925 16S ribosomal RNA, partial sequence 2604168 26056 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
253858 Bacteria_16S 2613711 2613752 23 64 gi| 219857256 
strain CVL 16S ribosomal RNA, partial sequence 2613469 26150 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfov 
253858 Bacteria_16S 2901303 2901332 33 62 gi|219856855 


strain IAM 14851 


253858 Bacteria_16S 
thiophila strain 
Bacteria; Proteob 
253858 Bacteria_16S 
lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; Nocardiopsis. 

253858 Bacteria_16S 3258601 3258634 26 
strain DSM 43377 


3160208 3160249 23 


3255576 3255609 26 


253858 Bacteria_16S 3260111 3260144 26 
dassonvillei subsp. 

Nocardiopsis dassonvillei subsp. 
Actinomycetales; 
253858 Bacteria_16S 
strain Dfr2 16S r 
Proteobacteria; D 
253858 Bacteria_16S 
strain M165/69 16 
Tenericutes; Moll 
253858 Bacteria_16S 
KMM 6031 16S ribo 
Flavobacteria; Fl 
253858 Bacteria_16S 
strain KMM 3949 1 
Bacteroidetes; Flavobacteria; 
253858 Bacteria_16S 
umidischolae stra 
umidischolae Bact 
Nocardiopsaceae; 
253858 Bacteria_16S 
multivorans strai 
multivorans Bacte 
Burkholderia; Bur 
253858 Bacteria_16S 
strain TCl 16S ri 
Proteobacteria; 
253858 Bacteria_16S 
strain Y6 16S rib 
Proteobacteria; G 
253858 Bacteria_16S 
strain IS 123 16S 


3630196 3630237 23 


3753679 3753712 31 


3990378 3990419 23 


avobacteriales; 
4088643 4088684 23 


4216517 4216550 26 


Nocardiopsis. 


19848 19888 23 


59298 59338 23 


60846 60886 23 


62344 62384 23 


253858 Bacteria_16S 
asaccharolytica s 
asaccharolytica B 
Pseudonocardiaceae; 
253858 Bacteria_16S 
strain F 16S ribo 
Clostridia; Clostridiales; 
253858 Bacteria_16S 
pentosovorans str 
pentosovorans Bac 
253858 Bacteria_16S 
strain KPA 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
253858 Bacteria_16S 103180 103216 26 


72960 72996 26 


Pseudonocardia. 


83326 83366 23 


86353 86393 23 


teria; Firmicutes; 


93913) 93949 21 


strain IMMIB D-1321 16S ribosomal RNA, partial sequence 


64 


59 


59 


59 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 


gi 


n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


albirubida strain DSM 40465 16S rib 


Stre 


ococcineae 
219846815 
ce 31599 
omonadales 
219846750 
sequence 
Actinomyc 


219846748 
ptosporang 


219846747 
osomal RNA 


ref|NR_024899.1 
e 2599506 26010 
urellales; Past 
ref|NR_024898.1 


Mannheimia. 
NR_024896.1 


eae; 
ref 
eae; Mannheimia. 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; De 
ref |NR_024674.1 
; Microbacteria 
ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromona 
ref |NR_026342.1 

3255372 325683 
etales; Streptos 


ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardio 
ref|NR_026339.1 


, partial seque 


0 
e 


s 


d 


n 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 
c 


eae; Leucobacter. 
Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Nocardiopsis 

2 Nocardiopsis 
porangineae; 


Nocardiopsis alba 


alba Bacteria; 
Pp 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


64 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


64 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


64 


64 


59 


63 


63 


bosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


63 


osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


63 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


62 


63 


somal RNA, partial sequence 83062 


63 


SF 


complete sequence 
Lactobacillaceae; 


62 


Streptosporangineae; Nocardiopsaceae; 


gi 


3629961 36314 


gi 
37 


gi 


somal RNA, partial sequence 3990163 3991609 Piboc 
Flavobacteriaceae; 


gi 


6S ribosomal RNA, partial sequence 4088431 40898 


Flavobacteriales; Flavoba 


gi 


in 66/93 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


gi 


n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 


gi 


59080 


gi 


60630 


gi 


gi 


train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 


gi 


gi 


ain Fae 16S ribosomal RNA, partial sequence 


Clostridia; Clostri 


gi 


93645 
Lactobac 


gi 


Pib 


62180 


84529 
Ruminococcaceae; Anaerofilum. 


Nocardiops 
219846485 
; Geobacte 
219846396 
53459 37549 


219846231 


ocella. 
219846160 


cteriaceae 
219846063 
quence 

Actinomy 


’ 


265679050 
sequence 
a; Burkhol 


265679024 
60579 


265679023 
62129 
anthomonad 
265679022 
63541 
biaceae; 
265679015 
equence 

dae; Actin 


265679007 


265679005 


diales; 
265679000 
95214 
illus. 


ceta 


deri 


omyc 


Anaerofil 


Rumino 


is. 

ref|NR_026077.1 
race 
ref 


ae; Geobacte 
NR_025987.1 


ref 
ella 


NR_025821.1 
ponti Bacte 


ref|NR_025750.1 


; Maribacter. 
ref|NR_025653.1 

4216320 421777 
les; Strepto 


ref |NR_029358.1 
19628 21106 
ales; Burkho 


ref |NR_029332.1 
Xanthomon 
ref |NR_029331.1 
e; Xanthomon 
ref |NR_029330.1 
bium/Agrobac 
ref |NR_029323.1 

72731 74244 
etales; Pseu 
ref |NR_029315.1 
um agile Bac 


ref|NR_029313.1 
86091 87556 
coccaceae; A 
ref |NR_029308.1 
Lactobacillus 


265678994 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 
Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Burkholderia 
Burkholderia 


lderiaceae; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 
anthomonadaceae; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 
acea 


as. 
Rhizobium sullae 


Rhizobium sullae Bacteria; 
Rhizo 


terium group; Rhizobium. 
Pseudonocardia 
Pseudonocardia 
donocardineae; 


Anaerofilum agile 
teria; Firmicutes; 


Anaerofilum 
Anaerofilum 
naerofilum. 
Lactobacillus lindneri 
lindneri Bacteria; 


ref|NR_029302.1 


Tsukamurella pulmonis 


102976 104435 Tsukamurella pulmonis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 


Tsukamurella. 
253858 Bacteria_ 


G33 16S ribosomal 


Actinobacteridae; 
253858 Bacteria_ 


strain ES2772 16S 
Ba 


Bacteroidetes; 
253858 Bacteria_ 


strain 27 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


253858 Bacteria_ 


aurantiacus strai 
aurantiacus Bacte 


Kineosporiaceae; 
253858 Bacteria_ 
strain KB740 16S 
Proteobacteria; 


Brevibacterium. 


253858 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


253858 Bacteria_16S 
thermophilus stra 
thermophilus Bact 


Methylococcus. 


253858 Bacteria_16S 
whittenburyi stra 


Methylococcaceae; 


253858 Bacteria_16S 
capsulatus strain 
Proteob 
253858 Bacteria_16S 
equigenitalis str 


Bacteria; 


equigenitalis Bac 


253858 Bacteria_16S 


genavense strain 


Bacteria; Actinob 


Mycobacterium. 


253858 Bacteria_16S 


aichiense strain 


Bacteria; Actinob 


Mycobacterium. 


253858 Bacteria_16S 


strain 47001 16S 
strain C4D1M 16S 
Proteobacteria; 


phenazinium strai 
Bacteria; Proteob 


253858 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


253858 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


253858 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


253858 Bacteria_16S 


B 


B 
253858 Bacteria_16S 


16S 109188 109224 26 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
16S 129080 129120 23 63 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
16S 136730 136766 26 
osomal RNA, partial sequence 


62 gi 


Prevotellace 
62 gi 


16S 147241 147277 26 62 gi 
n Ra 333 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 

16S 156518 156558 23 63 
ribosomal RNA, partial sequence 


gi 


162540 162576 26 62 gi 
n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


164134 164170 21 57 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
179286 179326 23 63 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
193100 193140 23 


63 gi 


Methylobacter. 

194612 194652 23 63 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
205472 205512 23 63 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
220879 220915 26 62 gi 
2289 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


226870 226906 26 62 gi 
49005 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


228376 228412 26 62 
ribosomal RNA, partial sequence 


gi 


234427 234467 23 63 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
236063 236103 23 63 gi 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
237645 237685 23 63 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
239194 239234 23 63 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 
240780 240820 23 63 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


108968 110448 Kocur 


128870 13034 


136495 13800 


156293 15781 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
253858 Bacteria_16S 
epidermidis strai 
Bacteria; Actinob 


in 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


228138 22959 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_16S 
234235 23583 


6S ribosomal RNA, partial sequence 237457 23896 


240595 24207 


265678989 


ococcaceae 
265678976 


ae; Prevot 
265678971 


ococcineae 
265678964 

quence 
Actinomyc 


265678958 


265678954 
ence 16233 
ales; Micr 


265678953 
sequence 
Lactobaci 

265678943 

al sequenc 
ria; Methy 


265678934 


265678933 
ence 19438 
occales; M 
265678926 
sequence 
ria; Burkh 
265678915 
ce 22065 
ales; Cory 


265678911 
nce 22663 
ales; Cory 


265678910 


nebacterin 
265678905 


rkholderia 
265678904 
nce 23588 
riales; Bu 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 


rkholderia 


245401 245437 26 62 gi 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 


Rhodococcus. 


ref 


etal 


5 195842 Methy 
ethy 


205252 20675 
olde 


9 222097 Mycob 
neba 


2 228087 My 
neba 


5 Mycobacterium 
eae; 


4 Burkholderia 
ceae 


5 237406 Bu 
rkho 


es; Kineosp 


NR_029266.1 


lococcales; Meth 
ref |NR_029242.1 
1 sequence 


, 


NR_029241.1 
i 
lococcaceae; 
NR_029234.1 
0 
riales; Alc 
NR_029223.1 
a 
cterineae; 


NR_029219.1 
cob 
cterineae; 
NR_029218.1 


Mycobacteri 
NR_029213.1 
; Burkholder 
NR_029212.1 
rkho 
lderiaceae; 
NR_029211.1 


; Burkholder 
NR_029210.1 


7 240544 Burkho 
rkho 


lderiaceae; 


NR_029209.1 


v 


Burkholder 


Oo 


a 


a 
M 


ref|NR_029297.1| Kocuria varians strain 
ia varians Bacteria; Actinobacteria; 
; Kocuria. 
ref|NR_029284.1| Prevotella dentalis 
1 Prevotella dentalis Bacteria; 
ella. 
ref|NR_029279.1| Oerskovia turbata 
4 Oerskovia turbata Bacteria; 
; Cellulomonadaceae; Oerskovia. 
ref|NR_029272.1| Kineococcus 

147044 148460 Kineococcus 


riineae; 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


; Azoarcus. 

ref|NR_029262.1| Brevibacterium 

4 163815 Brevibacterium epidermidis 

ococcineae; Brevibacteriaceae; 

ref |NR_029261.1| Lactobacillus 
163866 165437 Lactobacillus 

llaceae; Lactobacillus. 

ref|NR_029251.1] Methylococcus 

e 179074 180523 Methylococcus 


ylococcaceae; 


Methylobacter 
192873 194334 
Methylococcales; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 
Taylorella 
Taylorella 
ligenaceae; Taylorella. 
Mycobacterium 
cterium genavense 


Mycobacteriaceae; 


Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 
Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 

lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


6 Burkholderia glumae Bacteria; 
ceae 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


2 Burkholderia cepacia Bacteria; 
ceae 


ia; Burkholderia cepacia 


NR_029206.1 


Rhodococcus 


245166 246646 Rhodococcus 


253858 Bacteria_16S 255910 255950 23 63 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

253858 Bacteria_16S 260334 260374 23 63 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
253858 Bacteria_16S 272425 272465 23 63 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

253858 Bacteria_16S 305865 305905 23 63 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

253858 Bacteria_16S 315008 315032 31 55 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
group. 

253858 Bacteria_16S 344143 344175 21 53 gi| 265678828 |ref|NR_029133.1 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

253858 Bacteria_16S 350120 350152 31 63 gi| 265678824 |ref|NR_029129.1 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Ba 


Alphaproteobacteria; 
253858 Bacteria_16S 
phyllosphaerae st 


Rhodobacterales; Rhodobacteraceae; 
372354 372394 23 63 gi 
rain FA2 16S ribosomal RNA, partial se 


Paracoc 


quence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; S 
Sphingomonas. 

253858 Bacteria_16S 373831 373867 26 62 gi|265678805|ref|NR_029110.1 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Kitasatospora. 

253858 Bacteria_16S 398337 398373 26 62 gi| 265678789 |ref|NR_029094.1 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Nocardiaceae; Nocardia. 

253858 Bacteria_16S 435573 435609 26 62 gi|265678764|ref|NR_029069.1 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Kitasatospora. 

253858 Bacteria_16S 446328 446368 23 63 gi| 265678757 |ref|NR_029062.1 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
253858 Bacteria_16S 460081 460117 26 62 gi|265678744|ref|NR_029049.1 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

253858 Bacteria_16S 467604 467644 23 63 gi| 265678739 |ref|NR_029044.1 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
253858 Bacteria_16S 478306 478342 26 62 gi|265678732|ref|NR_029037.1 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

253858 Bacteria_16S 479855 479891 26 62 gi|265678731|ref|NR_029036.1 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycoba 


265678806 


cus. 
ref|NR_029111.1 


372149 373610 


Rickettsia; typhus 
Lactobacillus pentosus 
pentosus Bacteria; 


Paracoccus kocurii 
cteria; Proteobacteria; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Kitasatospora 
Kitasatospora 


mycineae; 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Kitasatospora 
Kitasatospora 


omycineae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Amycolatopsis 
Amycolatopsis 
ocardineae; 


Burkholderia terricola 


terricola Bacteria; 


ia. 
Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 


ycobacteriaceae; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Nocardia puris strain 


e; Nocardia. 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas 
Roseomonas 
etobacteraceae; 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

253858 Bacteria_16S 504588 504612 31 55 gi|265678715|ref|NR_029020.1 
strain DV1140 16S ribosomal RNA, partial sequence 504361 50587 

Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

253858 Bacteria_16S 544140 544176 26 62 gi|265678689|ref|NR_028994.1 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
253858 Bacteria_16S 559493 559533 23 63 gi| 265678679 |ref|NR_028984.1 
strain 173-96 16S ribosomal RNA, partial sequence 559287 56077 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
253858 Bacteria_16S 561027 561067 23 63 gi| 265678678 |ref|NR_028983.1 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 
Roseomonas. 

253858 Bacteria_16S 564101 564125 31 55 gi|265678676|ref|NR_028981.1 


strain LV3 16S ribosomal RNA, partial sequence 


Rhodoglobus vestalii 


563902 565327 Rhodoglobus vestalii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 


253858 Bacteria_16S 
impatiens strain 
Bacteria; 
Saccharospirillum. 
253858 Bacteria_16S 613894 613918 31 55 
strain SL24 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
253858 Bacteria_16S 624445 624481 26 62 gi 
strain E846 16S ribosomal RNA, partial sequence 


604611 604651 23 63 gi 


gi 


253858 Bacteria_16S 
strain Muenster 2 


630587 630623 26 62 gi 


000 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


253858 Bacteria_16S 638192 638232 23 63 
rhizophila strain 
Bacteria; 
253858 Bacteria_16S 659352 659392 23 
N7 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
253858 Bacteria_16S 680651 680691 23 63 
strain NA 1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
253858 Bacteria_16S 
strain NCTC 10617 
Proteobacteria; 
253858 Bacteria_16S 
strain gM-1 16S r 


gi 


63 gi 


gi 


682056 682096 23 63 gi 
16S ribosomal RNA, partial sequence 


712020 712056 26 62 
ibosomal RNA, partial sequence 


gi 


253858 Bacteria_16S 
strain TH-3 16S r 


715119 715159 23 63 
ibosomal RNA, partial sequence 


gi 


265678648 
EL-105 16S ribosomal RNA, partial sequence 60442 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


265678642 
613678 61515 


265678635 
624219 62572 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678630 


63034 


68188 


Betaproteobacteria; Neisseriales; Neisseriaceae; 

265678574 
711792 71330 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678571 
714920 71638 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


253858 Bacteria_16S 732099 732139 23 63 gi| 265678560 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thioc 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

253858 Bacteria_16S 745618 745658 23 63 gi| 265678549 


strain 4N13 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
253858 Bacteria_16S 746993 747033 23 63 gi| 265678548 |ref|NR_028852.1 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
253858 Bacteria_16S 748368 748408 23 63 gi| 265678547 |ref|NR_028851.1 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
253858 Bacteria_16S 749743 749783 23 63 gi| 265678546 |ref|NR_028850.1 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Acinetobacter. 

253858 Bacteria_16S 751118 751158 23 63 gi| 265678545 |ref|NR_028849.1 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
253858 Bacteria_16S 752493 752533 23 63 gi| 265678544 |ref|NR_028848.1 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
253858 Bacteria_16S 753918 753958 23 63 gi| 265678543 |ref|NR_028847.1 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardio 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriac 
253858 Bacteria_16S 757027 757067 23 63 gi| 265678541 |ref|NR_028845.1 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
253858 Bacteria_16S 760082 760122 23 63 gi| 265678539 |ref|NR_028843.1 
strain V33 16S ribosomal RNA, partial sequence 759866 76120 

Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
253858 Bacteria_16S 766169 766205 23 59 gi|265678535|ref|NR_028839.1 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae 
253858 Bacteria_16S 767642 767682 23 63 gi|265678534|ref|NR_028838.1 
strain J1 16S ribosomal RNA, partial sequence 767437 76891 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 
253858 Bacteria_16S 776962 776998 26 62 gi| 265678528 |ref|NR_028832.1 


745469 74679 


paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; Gordonia. 


Micrococcineae; 
265678625 
e-p10 16S ribosomal RNA, partial sequence 63798 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae 
265678609 
659171 660617 Moraxella 
Moraxella. 

265678595 
680477 68183 
Betaproteobacteria; Neisseriales; Neisseriaceae; 

265678594 


ref |NR_028953.1 


Saccharospirill 


ref |NR_028947.1 


ref |NR_028940.1 
5 Mycobacterium 


ref |NR_028935.1 


ref |NR_028930.1 


ref|NR_028914.1 


ref|NR_028900.1 
Neisseria. 
ref |NR_028899.1 
2 683236 Neisse 
Neisseria. 

ref |NR_028879.1 
8 Mycobacterium 
Mycobacteri 
NR_028876.1 


ref 


eae; 
ref 
apsa 


NR_028864.1 
rosea Bacte 


ref |NR_028853.1 
3 Acinetobacter 


canis Bacteria; 


Saccharospirillum 


0 605869 Saccharospirillum impatiens 


aceae; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Mycobacterium palustre 
palustre Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Kytococcus schroeteri 


9 631823 Kytococcus schroeteri 
Dermacoccaceae; 


Kytococcus. 
Stenotrophomonas 


2 639478 Stenotrophomonas rhizophila 
7 


Stenotrophomonas. 
Moraxella canis strain 
Proteobacteria; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 

aceae; Mycobacterium. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
Aminobacter. 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Acinetobacter tandoii 
tandoii Bacteria; 

ry 

Acinetobacter gerneri 
gerneri Bacteria; 

Xs 

Acinetobacter bouvetii 
bouvetii Bacteria; 

r. 

Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 

rs 

Acinetobacter baylyi 
baylyi Bacteria; 

soe 

Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Veillonella 

767386 Veillonella 
; Veillonella. 

Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Gordonia 


776745 778221 


Gordonia 


253858 Bacteria_16S 
strain M39 16S ri 
G 
253858 Bacteria_16S 


Proteobacteria; 


strain ASpG1 16S 
Spirochaetes; 


Spi 
253858 Bacteria_16S 
strain CCBAU 7190 


787676 787716 23 63 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
792309 792349 23 63 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
793778 793818 23 63 gi 
B 16S ribosomal RNA, partial sequence 


gi 


265678520 
787469 78896 
ciricketts 
265678517 
792094 79356 
eta. 

265678516 


ref 


ref 


ref 
79361 


2 Methylophaga 
iace 


1 794989 Rhizo 


NR_028824.1 


ae; Methylo 
NR_028820.1 


NR_028819.1 


b 


Methylophaga alcalica 


alcalica Bacteria; 
Pp 


haga. 
Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Rhizobium loessense 
ium loessense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
253858 Bacteria_16S 822852 822892 23 63 gi|265678497|ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
253858 Bacteria_16S 833650 833690 23 63 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 

253858 Bacteria_16S 851640 851676 26 62 gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

253858 Bacteria_16S 866963 867003 23 63 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

253858 Bacteria_16S 877352 877388 26 62 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


strain AS4.0578 1 


strain NRRL B-161 


880359 880395 26 62 gi 
37 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
253858 Bacteria_16S 


donocardin 
265678458 


eae; 
ref 
88012 


9 881579 Lentz 


Actinosynne 
NR_028760.1 
e 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Leifsonia poae strain 
eae; Leifsonia. 
Lechevalieria 

913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Lentzea. 
253858 Bacteria_16S 892460 892500 23 63 gi| 265678449 |ref|NR_028751.1 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 89373 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
253858 Bacteria_16S 911045 911069 31 55 gi| 265678437 |ref|NR_028739.1 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
253858 Bacteria_16S 912562 912598 26 62 gi|265678436|ref|NR_028738.1 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Actinosynnemataceae; Lechevalieria. 
253858 Bacteria_16S 914120 914156 26 62 gi| 265678435 |ref|NR_028737.1 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
253858 Bacteria_16S 917271 917307 26 62 gi| 265678433 |ref|NR_028735.1 
strain IEGM 16S ribosomal RNA, partial sequence 917039 91855 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
253858 Bacteria_16S 918836 918872 26 62 gi| 265678432 |ref|NR_028734.1 
strain 213E 16S ribosomal RNA, partial sequence 918602 92011 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
253858 Bacteria_16S 951330 951362 31 63 gi|265678411|ref|NR_028713.1 
strain 146 16S ribosomal RNA, partial sequence 951100 95259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
253858 Bacteria_16S 955949 955989 23 63 gi| 265678408 |ref|NR_028710.1 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyl 
Pseudaminobacter. 
253858 Bacteria_16S 968218 968254 26 62 gi|265678398|ref|NR_028700.1 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Kitasatospora. 
253858 Bacteria_16S 1012599 1012639 23 63 gi| 265678369 |ref|NR_028671.1 


strain GP1ll 16S r 
Proteobacteria; G 


253858 Bacteria_16S 


199/55 16S riboso: 
Gammaproteobacter 


253858 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


mal RNA, 


ibosomal 
ammaprot 


RNA, partial sequence 
eobacteria; Pseudomonadales; M 
1014095 1014135 23 63 gi 
partial sequence 
Pseudomonadales; 

1015591 1015631 23 


or 


Mo 
gi 


ia; Moraxellaceae; ra 


63 


253858 Bacteria_16S 


L-3 16S ribosomal 


RNA, partial sequence 


1012401 10138 


265678368 
1013897 1015342 Morax 


265678367 


ribosomal RNA, partial sequence 1015393 10168 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; 
1017088 1017128 23 63 gi|265678366|ref 


axellaceae; 
ref 

ella 
xella. 


ref 


NR_028670.1 
ovis Bacter 


NR_028669.1 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


Moraxella caviae 


46 Moraxella caviae Bacteria; 
Moraxella. 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 
Moraxella. 


NR_028668.1 


1016889 1018335 Moraxella bovis Bacteria; 


Moraxella bovis strain 
Proteobacteria; 


253858 Bacteria_ 


strain SH22623 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
253858 Bacteria_1 
thermophila strai 
Proteob 
253858 Bacteria_1 
strain 7-1 16S ri 
B 
253858 Bacteria_1 


Bacteria; 


Proteobacteria; 


strain IFM 10035 


strain IFM 0784 1 


strain IFM 0575 1 


strain IFM 10084 


strain YZ-96 16S 


Bacteria; 


tukisamuensis Bac 
Nocardiaceae; 


strain 21F-2 16S 


strain Y 16S ribo 
Alphaproteobacter 


253858 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


253858 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


253858 Bacteria_16S 


strain I-132 16S 


Actinobacteria; Actinoba 
253858 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
253858 Bacteria_16S 


AT 
AT 


serovar 3 str. 
serovar 3 str. 


253858 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


253858 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


253858 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


253858 Bacteria_16S 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 


Rho 
253858 Bacteria_16S 


16S 1024830 1024870 23 63 


S ribosomal RNA, partial sequence 


gi 


6S 1029335 1029375 23 63 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
6S 1037025 1037057 31 63 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
6S 1038550 1038586 26 62 gi 


6S 1040059 1040095 26 62 gi 


6S 1041597 1041633 26 62 gi 


6S 1043157 1043193 26 62 gi 


1044713 1044749 26 62 
ribosomal RNA, partial sequence 


gi 


1050843 1050883 23 63 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Oceanosp 
1052288 1052324 26 62 gi 


1073321 1073361 23 63 gi 


1074834 1074870 26 62 gi 
ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
dococcus. 

1079224 1079260 23 59 
ribosomal RNA, partial sequence 


gi 


1083688 1083728 23 63 gi 


ia; Sphingomonadales; Sphingomonadacea 

1092947 1092983 23 59 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095834 1095870 23 59 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1114071 1114107 26 62 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 
1115596 1115632 26 62 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Kine 
1121675 1121699 31 55 gi 
CC 27815 16S ribosomal RNA, partial se 
Cc 27815 Bacteria; Tenericutes; Mollic 
1138250 1138274 31 55 gi 
omal RN 
Actinomycetales; Micrococcineae; Micr 
1144338 1144378 23 63 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


gi 


Kine 
gi 


1150329 1150353 31 55 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 


1024681 10260 


1036784 10382 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_1 
6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_1 
6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_1 
16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_16S 
1044481 10459 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_16S 
insulare strain K 
Proteob 
253858 Bacteria_16S 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_16S 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; 
253858 Bacteria_16S 
tukisamuensis str 


Sphingomonadales; 


1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
253858 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


1113840 11153 


1115364 11168 


A, complete sequence 1138010 1139535 Leifs 


265678361 


biaceae; 
265678358 
nce 10291 
hales; Pis 
265678353 


mamonadace 
265678352 


nebacterin 
265678351 


nebacterin 
265678350 


nebacterin 
265678349 


nebacterin 
265678348 


nebacterin 
265678343 
10506 
irillales; 
265678342 


nebacterin 
265678328 
ence 10731 


265678327 
uence 


265678323 


Acetobacte 
265678320 


e; Sphingo 
265678314 
quence 
eria; Rhod 
265678312 
1 sequence 
ia; Rhodos 


265678299 


osporiinea 
265678298 


osporiinea 
228715451 
quence 

utes; Myco 
253680764 


obacteriac 
253680760 
quence 
teria; Pse 
253680756 
ence 11501 
rillales; 


1235070 1235106 26 62 gi 


R 


e; Actinomycet 


ref|NR_028663.1 
hizobium/Agrobac 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiacea 
ref |NR_028655.1 


Curvibacter 
NR_028654.1 


ae; 
ref 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_028645.1 
31 1052062 Marino 
Marinospirillu 
ref|NR_028644.1 


eae; Nocardiacea 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref|NR_028629.1 

1074605 107593 
ales; Coryne 


ref |NR_028625.1 


raceae; Acetobac 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref|NR_028614.1 

1095628 109707 
pirillales; Acet 
ref|NR_028600.1 
e; K 
ref 


ineosporiace 
NR_028599.1 
e; Kineosporiace 
ref |NR_027532.1 

1121455 112289 
plasmataceae; Ur 
ref|NR_028012.1 
onia rubra Bacte 
eae; Leifsonia. 
ref|NR_028008.1 
144133 114556 
udomonadales; Ps 


RR 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 


219878254 


e: 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Curvibacter gracilis 


v 


67 Curvibacter gracilis Bacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Marinospirillum 
spirillum insulare 


m. 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 

Novosphingobium 

hingobium tardaugens 

e; Novosphingobium. 
Rhodococcus 

5 Rhodococcus 

bacterineae; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Sphingobium amiense 
acteria; Proteobacteria; 


Acetobacter 
2 Acetobacter 
etobacteraceae; 


Acetobacter 
0 Acetobacter 


obacteraceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Ureaplasma parvum 

3 Ureaplasma parvum 
eaplasma. 

Leifsonia rubra strain 
ria; Actinobacteria; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 


ref |NR_025393.1 
123486 


Mycobacterium 
8 1236341 Mycobacterium 


frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


253858 Bacteria_16S 
niigataensis stra 
niigataensis Bact 
253858 Bacteria_16S 
aminovorans strai 
aminovorans Bacte 
253858 Bacteria_16S 
temperatum strain 
temperatum Bacter 
253858 Bacteria_16S 
metallireducens strain 853-15 16S ribosomal RNA, partia 
metallireducens Bacteria; 
253858 Bacteria_16S 


strain CDC 941078 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 


253858 Bacteria_16S 
radiopugnans ATCC 
D 
253858 Bacteria_16S 


19172 Bacteria; 


strain CBS 107.95 


Bacteria; Actinob 
253858 Bacteria_16S 


strain LMG 20598 
Proteobacteria; 


urealyticum DSM 7 


DSM 7109 Bacteria 
Corynebacteriacea 
253858 Bacteria_16S 
hydrocarbonoclast 
hydrocarbonoclast 


Marinobacter. 


253858 Bacteria_16S 


lactoaceticus 6A 
Bacteria; 
Sedis; 


owensensis OL 16S 
Bacteria; 
Sedis; 


pv. 
pv. juglandis Bac 
Xanthomonas. 


253858 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


253858 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


253858 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


253858 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


253858 Bacteria_16S 


DSM 43247 16S rib 


Bacteria; Actinob 
253858 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


253858 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


253858 Bacteria_16S 


silvestris strain 


B 
253858 Bacteria_16S 


Firmicu 
Caldicellu 
253858 Bacteria_16S 


Firmicu 
Caldicellu 
253858 Bacteria_16S 
juglandis str 


Mycobacterium. 

1238127 1238167 23 63 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1239643 1239683 23 63 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1242631 1242671 23 63 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1244144 1244184 23 63 gi 


219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 

a; Rhizobi 
219857537 
1 sequence 
ridiales; 
219857412 
12499 
Cory 


Firmicutes; Clostridia; Clost 
1250115 1250151 26 62 gi 
16S ribosomal RNA, partial sequence 
ales; 
1259085 1259121 26 62 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1262059 1262095 26 62 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetales; Cory 
1283010 1283050 23 63 gi| 219846066 
16S ribosomal RNA, partial sequence 1282800 12842 
etaproteobacteria; Burkholderiales; Burkholderia 
1290666 1290702 26 62 gi| 228720812 
109 16S ribosomal RNA, partial sequence 12904 
; Actinobacteria; Actinobacteridae; Actinomyceta 
e; Corynebacterium. 

1292125 1292165 23 63 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


219846811 
ence 12588 
occales; D 
219846681 
12618 


228716433 
tial seque 
oteobacter 


1301175 1301211 26 62 gi| 219846639 
16S ribosomal RNA, partial sequence 1300923 13024 
tes; Clostridia; Thermoanaerobacterales; Thermoa 
losiruptor. 

1304285 1304321 26 62 
ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1311760 1311800 23 63 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


gi|219846460 
1304017 13055 
Thermoanaerobacterales; Thermoa 


228721465 
sequence 
eria; Xant 


1324193 1324229 26 62 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1327248 1327272 31 55 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1331840 1331864 31 55 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1340918 1340958 23 63 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; Peptococca 
1350209 1350245 26 62 gi| 228720546 
osomal RNA, partial sequence 1349993 13514 
acteria; Actinobacteridae; Actinomycetales; Cory 
1359135 1359175 23 63 gi| 228720024 
ain E264 16S ribosomal RNA, partial sequence 

4 Bacteria; Proteobacteria; Betaproteobacteria; 
udomallei group. 

1363641 1363673 31 63 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 


219878140 
sequence 
Thermoana 


219846129 
rtial sequ 
ales; Lact 
228721494 
equence 

s; Thermot 
228721140 
nce 13406 


228719063 
13634 
Ruminococc 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref |NR_025125.1 
1243915 124542 
Peptococcaceae; 
ref|NR_025000.1 
18 1251238 Mycoba 
nebacterineae; M 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 

Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 
ceae; Burkholderia. 
ref|NR_027597.1| Corynebacterium 
53 1291853 Corynebacterium urealyticum 
les; Corynebacterineae; 


ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


ref 
nce 
ia; 


NR_027551.1 
129190 
Alteromonada 


ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 

Thermosipho 
7 Thermosipho 
ipho. 

Desulfitobacterium 
itobacterium hafniense 


ref 
ence 


NR_025719.1 
132699 

obacillaceae; La 
ref|NR_027617.1 

1331586 133309 
ogaceae; Thermos 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitobacterium. 
ref|NR_027594.1| Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_027587.1| Burkholderia 

1358923 1360410 Burkholderia 
Burkholderiales; Burkholderiaceae; 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococcus. 


Ruminococcus lactaris 
coccus lactaris ATCC 


1380299 1380339 23 63 gi 
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Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
253858 Bacteria_16S 1453118 1453154 26 62 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

253858 Bacteria_16S 1460533 1460569 26 62 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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ibosomal RNA, partial sequence 1464924 1466433 Azoarcus 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
1468152 1468192 23 63 gi| 224581407 |ref|NR_027188.1 
ribosomal RNA, partial sequence 1467942 14694 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
1472624 1472664 23 63 gi|224581402|ref|NR_024882.1 
1 RNA, partial sequence 1472412 1473865 Burkholderia ambifari 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
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253858 Bacteria_16S 


strain USDA 9030 
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texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
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Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


253858 Bacteria_16S 1539216 1539252 26 62 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
253858 Bacteria_16S 1542325 1542361 26 62 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
253858 Bacteria_16S 1555769 1555805 26 62 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
253858 Bacteria_16S 1557263 1557299 26 62 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
253858 Bacteria_16S 1558757 1558793 26 62 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
253858 Bacteria_16S 1560245 1560281 26 62 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
253858 Bacteria_16S 1563179 1563215 26 62 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
253858 Bacteria_16S 1573743 1573779 26 62 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 
253858 Bacteria_16S 1575268 1575304 26 62 gi|219856867|ref|NR_024686.1| Lentzea waywayandensis 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
253858 Bacteria_16S 1579806 1579846 23 63 gi|219878491|ref|NR_025251.1| Sinorhizobium 
americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 1581060 Sinorhizobium 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Sinorhizobium/Ensifer group; Sinorhizobium. 
253858 Bacteria_16S 1589053 1589089 26 62 gi| 219878485 |ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
253858 Bacteria_16S 1592149 1592185 26 62 gi|219878483|ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
253858 Bacteria_16S 1593695 1593731 26 62 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
253858 Bacteria_16S 1595242 1595278 26 62 gi|219878481|ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
253858 Bacteria_16S 1596790 1596826 26 62 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
253858 Bacteria_16S 1598338 1598374 26 62 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
253858 Bacteria_16S 1599886 1599922 26 62 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
253858 Bacteria_16S 1609026 1609074 15 63 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

253858 Bacteria_16S 1652944 1652984 23 63 gi|219878439|ref|NR_025578.1| Thermomonas brevis 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

253858 Bacteria_16S 1654491 1654531 23 63 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 
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Corynebacteriacea 
253858 Bacteria_16S 
strain m2661/98/1 
Firmicutes; Lacto 
253858 Bacteria_16S 
strain 95Al1 16S r 
Proteobacteria; G 
253858 Bacteria_16S 
strain BM5 16S ri 
Proteobacteria; G 
253858 Bacteria_16S 
broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 
253858 Bacteria_16S 
defragrans strain 
Bacteria; Proteob 
253858 Bacteria_16S 
heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 
253858 Bacteria_16S 


FKBS1 16S ribosomal RNA, 


acteria; 


ibosomal RNA, 
ammaproteobacteria; Pasteurellales; Pa 


cteria; 


Gulosibacter. 


1835601 1835641 23 63 


ain Chol-1S 16S ribosomal RNA, 
teria; 


Proteobacteria; 


1844938 1844962 31 55 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


1861497 1861537 23 63 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


1872226 1872266 23 63 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 


1879843 1879883 23 63 
Firmicutes; Clostridia; 


1887672 1887712 23 63 


LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 


1889184 1889224 23 63 


PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


1900006 1900042 26 62 


DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


Ornithinimicrobium. 


1913046 1913086 23 63 


pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


1922310 1922350 23 63 


train LMG6866 16S ribosomal RNA, parti 
Betaproteobac 


Proteobacteria; 


1925406 1925442 26 62 


in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


1934542 1934578 21 57 


ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


1946729 1946769 23 63 


6S ribosomal RNA, partial sequence 1946525 19480 
etaproteobacteria; Burkholderiales; Al 


1952851 1952887 26 62 


CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


1960406 1960430 31 55 


16S ribosomal RNA, partial sequence 
bacillales; 


Enterococcaceae; 
1961900 1961924 31 55 
complete sequence 


1966470 1966510 23 63 


bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 


2041148 2041188 23 63 


rain B1616/1 16S ribosomal RNA, partia 
Gammaproteobac 


Proteobacteria; 


2073436 2073476 23 63 


54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


2090203 2090239 26 62 


rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 
Mycobacterium. 


2093275 2093315 23 63 


Betaproteobacte 


complete seq 
Clostridia 


Vagococcu 


219878311 
e 
ri 


gi 
complet 
a; 


gi| 219878305 
1844748 18461 
Hyp 
gi| 219878293 
1861284 18627 
Oo 
gi| 219878286 
1872026 18734 
or 
219878279 
uence 
les; Veill 
219878273 
quence 
a; 
219878272 
e 18889 
les; Phyll 
219878263 
sequence 
Actinomyce 


gi 


gi 


gi 


gi 


219878253 
19128 
nadales; M 
219878246 
al sequenc 
teria; Bur 


gi 


gi 


219878244 
ial sequen 
Actinomy 


gi 
v 


gi| 219878238 
1934336 19357 
s; Campylo 
gi| 219878230 
caligenace 
219878226 
sequence 
Actinomyce 


gi 


219878221 
19601 


gi 


s. 
gi| 219878220 
1961654 19631 
steurellac 
gi| 219878217 
1966261 19677 
matiaceae; 
219878167 
1 sequence 
teria; Xan 


gi 


219878141 
ence 20732 
riales; Al 
219878129 
1 sequence 
ae; Actino 


gi 


gi 


’ 


sequence 
Rhodo 


homonada 


leiphila 


axellace 


Pseudomonad 


myce 


ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref|NR_025444.1 


ceae; Maricauli 
ref |NR_025432.1 
ceae; Oleiphilus 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobact 
ref|NR_025418.1 

1879598 188113 
onellaceae; Prop 
ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; 
ref |NR_025402.1 

1899804 190110 
tales; Micrococc 


ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref|NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


ref |NR_025377.1 
49 Campylobacter 
bacteraceae; Ca 
ref|NR_025369.1 


ae; Bordetella. 
ref|NR_025365.1 

1952641 195404 
tales; Corynebac 


ref|NR_025360.1 
67 1961603 Vagoco 
ref|NR_025359.1 


Pasteurella 
NR_025356.1 


eae; 
ref 


Thiocapsa. 
ref|NR_025306.1 

2040918 204243 
thomonadales; Xa 


ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref |NR_025268.1 

2089993 209143 
tales; Coryn 


gi|219878126 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Thermomonas. 


e 


M 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
s. 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Acinetobacter parvus 
parvus Bacteria; 
ry 
Propionispora 
1 Propionispora 
ionispora. 
Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Ralstonia 

0 Ralstonia 
rkholderiaceae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Campylobacter hominis 
hominis Bacteria; 


mpylobacter. 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Corynebacterium 
7 Corynebacterium 
terineae; 


Vagococcus fessus 
ccus fessus Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Castellaniella 
laniella defragrans 
stellaniella. 
Mycobacterium 

7 Mycobacterium 
ebacterineae; 


ref|NR_025265.1 
2093069 209454 


Thermomonas 
6 Thermomonas 


253858 Bacteria_16S 
aquibiodomus stra 


Nitratireductor. 
253858 Bacteria_16S 
illinoisensis str 
illinoisensis Bac 
Alkanindiges. 
253858 Bacteria_16S 
pinnipedii strain 
Bacteria; Actinob 


253858 Bacteria_16S 
pentaromativorans 
pentaromativorans 
Novosphingobium. 
253858 Bacteria_16S 

microaerophila strain 


Thioalkalispira. 
253858 Bacteria_16S 

africanum strain ATCC 
africanum Bacteria; 
Mycobacteriaceae; 
253858 Bacteria_16S 

tokaiense strain ATCC 
tokaiense Bacteria; 
Mycobacteriaceae; 
253858 Bacteria_16S 

strain ATCC 19422 16S 
Bacteria; Actinob 


253858 Bacteria_16S 
strain MUP 1182 1 


253858 Bacteria_16S 
salitolerans stra 
salitolerans Bacteria; 
Swaminathania. 
253858 Bacteria_16S 
strain F829 16S r 


253858 Bacteria_16S 
strain YKJ-103 16 
Proteobacteria; 
253858 Bacteria_16S 
henchirensis stra 
henchirensis Bacteria; 
253858 Bacteria_16S 


taiwanensis strain CB- 


taiwanensis Bacte 
Pseudoxanthomonas 
253858 Bacteria_16S 
maanshanensis str 
maanshanensis Bac 
Nocardiaceae; 
253858 Bacteria_16S 
strain NRCM 00-25 


ria; 


253858 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
219857569 


253858 Bacteria_16S 
strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 

253858 Bacteria_16S 
luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae; Str 
253858 Bacteria_16S 


ain MVAB Hexl 
teria; 


Acti 
Mycoba 


Acti 


acteria; 
Mycobacterium; Mycobacte 


6S ribo 
Actinobacteria; Actinoba 


in PA 5 


ibosoma 
Actinobacteria; Actinoba 


S ribos 


in TMB8 


2097835 2097875 23 


2106941 2106981 23 
Proteobacteria; 


2111583 2111619 26 


6482 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis complex. 


2113016 2113056 23 


strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteobacteria; 


2126757 2126797 23 


ALEN 1 16S ribosomal RNA, partial 
microaerophila Bacteria; 


Proteobacteria; 
2128255 2128291 26 
25420 16S 


2131250 2131286 26 
27282 16S 


2134255 2134291 26 
ribosomal 


2147819 2147855 26 
somal RNA, 


2159854 2159890 23 
P 


2161359 2161395 26 


2175122 2175162 23 


2178149 2178181 31 


Proteobacteria; 
2184166 2184206 23 
22 
Proteobacteria; 


2194818 2194854 26 


2217485 2217521 26 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


2232657 2232693 26 


2244760 2244800 23 


2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


2247853 2247889 26 


eptomyces. 
2250939 2250963 31 


16S ribosomal RNA, 
Gammaproteobacter 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium tubercul 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
Mycobacterium. 


RNA, partial sequence 
Actinobacteridae; Actinomycet 
rium tuberculosis complex. 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebac 


omal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; 
34 16S ribosomal RNA, partial s 
Betaproteobacter 


63 gi 


ria; 


63 gi 
complet 


ia; 


62 gi 


ales; 


63 gi 


al 


63 gi 
s 


Gammaproteobacte 


62 gi 


osis 


62 gi 


62 gi 


ales; 


62 gi 


63 gi 
2174910 

Moraxe 
63 gi 
equen 
ia; B 
63 gi 
enc 
ia; X 


62 gi 


62 gi 


62 gi 


63 gi 


les; 


62 gi 


nce 


55 gi 


ficulneus strain FS-1 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 


Lactobacillales; 


Fructobacillus. 


219878123 
in NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacte 


219878115 
e sequen 


219857660 


219857659 
sequenc 


219857650 
equence 
ria; 


219857649 
sequence 
inomycet 


219857647 
sequence 
inomycet 


219857645 


219857636 
complete sequence 2147582 21491 


219857614 


219857609 
6 16S ribosomal RNA, partial sequ 
Gammaproteobacter 


219857602 
ain M712 16S ribosomal RNA, partial sequenc 
teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
219857587 


nebacterin 
219857577 


Rhizo 
219857567 
ain S63 16S ribosomal RNA, partial seque 


teria; Actinobacteria; Actinobacteridae; 


219857565 


Rhizobia 


21113 


2 
complex. 
2 


2134040 2 


Corynebacterineae; 


ref 


terineae; 
219857616 


ref 
03P 
ae; 
ref 
2 


21764 
llace 


ce 
urkho 
ref 


e 2 


anthomonadales; 


ref 


e 2 


Actinomycet 


ref 
2217272 2 
ref 
2232422 2 
ref 


2244578 2 


Actinomycet 


ref 


ref ja 
2097632 20990 


ref 
ce 2106707 21082 
Pseudomonadales; 
ref 
81 2112761 Mycob 
Corynebacterineae; 
ref 
e 2112812 21142 
Sphingomonadale 
ref 

2 
Chromat 
ref 
ales; 
ref 


ales; 


ref 


14 Mycobacterium 


lder 


eae; 


eae; 


biac 


NR_025262.1 


les; Phyllob 


NR_025254.1 
Mo 


NR_025249.1 


NR_025248.1 


NR_025239.1 
126557 21279 


iales; 


NR_025238.1 
128040 212947 
Corynebac 


36.1 
8 


NR_0252 
131039 21324 
Corynebac 


NR_025234.1 
135523 Mycob 


NR_025225.1 


Nocardiace 
NR_025205.1 
sychrobacter 
Psychrobacte 
NR_025203.1 
177978 217937 
iales; 
NR_025198.1 
183928 218546 
Xanth 


NR_025190.1 
194621 219603 
ales; Coryne 


NR_025175.1 
218741 Mycoba 
Mycobacteri 
NR_025165.1 
233905 Gordon 
Gordoniacea 
NR_025157.1 
245989 Rhizob 
eae; Rhizobi 


8 
acteriaceae; 


3 
r 


9 


S; 


8 
Ectot 


ae; 


Comamonadaceae; 


Nitratireductor 
7 Nitratireductor 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Mycobacterium 


acterium pinnipedii 
Mycobacteriaceae; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Mycobacterium 
2 Mycobacterium 


terineae; 


Mycobacterium 
9 Mycobacterium 


terineae; 


Mycobacterium microti 


acterium microti 
Mycobacteriaceae; 


Mycobacterium parmense 
parmense Bacteria; 


cteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
59 gi|219857628|ref|NR_025217.1| Swaminathania 
1 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
roteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
62 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
2161153 2162578 Nocardia caishijiensis Bacteria; 


Nocardia. 
Psychrobacter jeotgali 
jeotgali Bacteria; 

r. 
Ramlibacter 

0 Ramlibacter 
Ramlibacter. 
Pseudoxanthomonas 

6 Pseudoxanthomonas 
omonadaceae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Streptomyces 
2 Streptomyces 
omycineae; 


NR_025153.1 


Fructobacillus 


2250718 2252192 Fructobacillus ficulneus 


253858 Bacteria_16S 
strain A45 16S ri 
G 
253858 Bacteria_16S 
lutaoensis strain 
Proteob 
253858 Bacteria_16S 


Proteobacteria; 


Bacteria; 


strain KF46F 16S 
Proteobacteria; 


Tsukamurellaceae; 


253858 Bacteria_16S 
strain K24 16S ri 
B 
253858 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
Proteob 
253858 Bacteria_16S 


Proteobacteria; 


Bacteria; 


stercorarium subs 


Clostridium stercorarium subsp. 


Clostridiaceae; C 


253858 Bacteria_16S 


strain DM12 16S r 


NRRL B-24104 16S 


B 


2283209 2283249 23 63 
bosomal RNA, partial sequence 


gi 


2302641 2302681 23 63 gi 


2304199 2304231 31 63 
ribosomal RNA, partial sequence 


gi 


2305750 2305786 26 62 
in ATCC BAA-173 16S ribosomal RNA, 


gi 


Tsukamurella. 

2307289 2307329 23 63 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2317821 2317861 23 63 gi 


gi 


acteria; Gammaproteobacteria; Xanthomo 
2325505 2325545 23 63 gi 
p- leptospartum strain ATCC 35414 16S 
lostridium. 

2334552 2334584 23 55 
ibosomal RNA, partial sequence 


gi 


2341984 2342020 26 62 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


253858 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 


2348032 2348068 26 62 gi 
rain TGA 16S ribosomal RNA, partial se 


Micrococcaceae; Arthrobacter. 


253858 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


253858 Bacteria_16S 


strain IMMIB D-15 


2349510 2349550 23 63 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2382953 2382989 26 62 gi 
92 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


253858 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


253858 Bacteria_16S 


caledonica strain 
caledonica Bacter 


strain SPS-1037 1 
Proteobacteria; B 


253858 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


253858 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


253858 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


253858 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


253858 Bacteria_16S 


strain AS4.1521 1 


2384458 2384498 23 63 gi 
etaproteobacteria; Burkholderiales; Bu 
2385982 2386022 23 63 gi 
LMG 19076 16S ribosomal RNA, partial 
2410354 2410394 23 63 gi 
etaproteobacteria; Burkholderiales; Te 
2419702 2419726 31 55 gi 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2421240 2421276 26 62 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2424275 2424315 23 63 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2430103 2430143 23 63 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2437730 2437766 26 62 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


253858 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


253858 Bacteria_16S 


strain DNP505 16S 
Actinobacteria; A 


253858 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


2490601 2490625 31 55 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2496518 2496554 26 62 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2499578 2499618 23 63 

ibosomal RNA, partial sequence 

etaproteobacteria; Rhodocyclales; 


gi 


Cory 
gi 


2282981 22844 
ammaproteobacteria; Methylococcales; M 


T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


2303983 23054 
etaproteobacteria; Burkholderiales; Co: 
253858 Bacteria_16S 
strandjordii stra 
strandjordii Bact 


compl 
eria; Actinobacteria; Actinobacteridae 


2307079 23085 


2334350 23357 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
253858 Bacteria_16S 
2341772 23432 


cteria; Actinobacteria; Actinobacterid 


16S ribosomal RNA, partial sequence 2384259 23857 


ia; Proteobacteria; Betaproteobacteria; 
253858 Bacteria_16S 
6S ribosomal RNA, partial sequence 2410156 24116 


2419471 24209 


6S ribosomal RNA, partial sequence 2437523 24389 


2490394 24918 


2496307 24977 


219857544 


ethylococc 
219857528 
ence 23024 
nadales; 
219857526 


mamonadace 
219857525 
ete sequ 


, 
219857524 


caligenace 
219857517 
ence 23175 
nadales; X 
219857512 
ribosomal 


219857505 


hodobacter 
219857500 


donocardin 
219857495 
quence 

ae; Actino 
219857494 
ence 23493 
les; Hypho 
219857471 
23827 
nebacterin 
219857470 


rkholderia 
219857469 
sequence 

; Burkhold 
219857453 


pidimonas. 
219857446 


219857445 
equence 
ae; Actino 
219857442 
24240 
ales; Halo 
219857437 
quence 
diales; Ru 
219857429 


nebacterin 
219857389 


219857385 


nebacterin 


Alter 


Actinomy 


ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025116.1 
04 2303932 Marino 
omonadaceae; 
ref|NR_025114.1 
Xenophilus. 
NR_025113.1 
230551 
Coryneb 


ae; 
ref 
ence 
cetales; 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentipha 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025100.1 
RNA, partial seq 


ref|NR_025093.1 


acea 
ref 


e; Paracoccu 
NR_025088.1 


eae; Pseudonocar 
ref|NR_025083.1 

2347826 234928 
mycetales; Micro 


ref|NR_025082.1 
35 2350745 Hypho: 
microbiaceae; Hy 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 
2385781 238725 
eriales; Burkhol 
ref|NR_025041.1 


ref |NR_025034.1 


ref|NR_025033.1 
2421026 242250 
mycetales; Coryn 


ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref|NR_025017.1 


Nocardiacea 
NR_024977.1 


eae; 
ref 


ref |NR_024973.1 


eae; Nocardiacea 


219857382 


g 


Methylobacter marinus 
marinus Bacteria; 
cter. 

Marinobacter 
bacter lutaoensis 
Marinobacter. 

Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 
Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


s. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Arthrobacter 

4 Arthrobacter 

coccineae; 


Hyphomicrobium 


microbium sulfonivorans 


phomicrobium. 
Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 
Burkholderia 

6 Burkholderia 

deriaceae; Burkholderia. 

Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Halothiobacillus 

iobacillus kellyi 
Halothiobacillus. 
Papillibacter 

9 Papillibacter 

apillibacter. 

Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 


ref |NR_024970.1 


Azoarcus toluclasticus 


2499368 2500857 Azoarcus toluclasticus Bacteria; 
Rhodocyclaceae; Azoarcus. 


253858 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; 


strain DSM 12769 
Proteobacteria; 


chlorophenolicus 
chlorophenolicus 


G 
253858 Bacteria_16S 


G 
253858 Bacteria_16S 


2501136 2501176 23 


2505701 2505741 23 


2516328 2516364 26 


Micrococcaceae; Arthrobacter. 


253858 Bacteria_16S 


meridiei strain S 
Bacteria; 


mediterranea stra 
mediterranea MMB- 


253858 Bacteria_16S 


strain DSM 44262 


strain ACCC 19665 
Bacteria; Proteob 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


253858 Bacteria_16S 


strain Se-1 16S r 


Deinococcus-Thermus; 
253858 Bacteria_16S 


strain CIP 103464 
intermedia strain 
Bacteria; Proteob 


pelophilus strain 
pelophilus Bacter 


strain BS5-8 16S 


Proteobacteria; B 


subterraneus stra 
Bacteria; Proteob 


strain MS1-3 16S 


strain KMM 3677 1 
Bacteroidetes; Fl 


253858 Bacteria_16S 


strain KMM 3676 1 
Bacteroidetes; Fl 


253858 Bacteria_16S 


strain KMM 3526 1 
Bacteroidetes; Fl 


253858 Bacteria_16S 


strain IFM 10088 


strain AAO8 16S r 


Firmicu 
253858 Bacteria_16S 
strain O 16S ribo 


2547614 2547654 23 


tes; Clostridia; 


2576797 2576833 26 


2578226 2578262 26 


2585928 2585968 23 


1 Bacteria; 
2612142 2612178 26 


2622932 2622972 23 


2624484 2624524 23 


Bacteria; Proteobacteria; 


2629128 2629164 26 


Deinococci; 


2639728 2639764 26 


2644398 2644430 31 


2645932 2645972 23 


2648936 2648976 23 


2674440 2674480 23 


2677409 2677445 26 


2683514 2683538 31 


avobacteria; 
2684956 2684980 31 


avobacteria; 
2686425 2686449 31 


avobacteria; 
2687908 2687944 26 


2708900 2708936 23 


2746354 2746390 26 


63 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 


63 


16S ribosomal RNA, partial sequence 2505486 25069 
ammaproteobacteria; Chromatiales; Ecto 


62 


strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


63 


10 16S ribosomal RNA, partial sequence 
Clostridiales; 


62 


somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
253858 Bacteria_16S 
in MMB1 16S ribosomal RNA, 
Proteobacteria; 


ococcineae 

62 gi| 219857282 

ococcineae 

63 gi| 219857277 
complete sequence 

Gammaproteobacteria; 

62 gi| 219857257 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
253858 Bacteria_16S 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
253858 Bacteria_16S 
strain RP5557 16S ribosomal RNA, parti 


ibosomal RNA, partial sequence 
Thermales; 


16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_16S 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
253858 Bacteria_16S 
asp 66 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Betaproteobacteria; 
253858 Bacteria_16S 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 
253858 Bacteria_16S 


donocardin 

63 gi| 219857249 

26227 

les; Phyll 

63 gi| 219857248 

al sequenc 

Gammaproteobacteria; X 
62 gi| 219857239 

2628913 26303 
Thermaceae; Thermus. 
62 gi| 219857231 

26395 

nebacterin 

63 gi| 219857228 

e 26441 

riales; Co 

63 gi| 219857227 

nce 

; Rhodocyc 

63 gi| 219857225 

2648722 26501 


63 


in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
253858 Bacteria_16S 


62 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_16S 


55 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriales; 


55 


6S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriales; 


55 


6S ribosomal RNA, partial sequence 2686201 26 
Flavobacteriales; 


62 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_16S 


59 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
253858 Bacteria_16S 


62 


219857381 

25009 

ionellacea 
219857373 


gi 


gi 


thiorhodos 
219857366 
sequence 

idae; Acti 


gi 


219857345 

25473 

occaceae; 
219857283 


gi 


Peptoc 
gi 


yclaceae 
219857206 
ence 26742 
am 
gi| 219857204 
2677198 26786 
nebacterin 
219857200 


gi 


gi 


cteriaceae 
219857199 
861 
cteriaceae 
219857198 
876 
cteriaceae 
219857197 
891 
nebacterin 
gi|219857182 
2708714 27101 
Acetobacte 
219857156 


Flavoba 
gi 


Flavoba 
gi 


Flavoba 
gi 


ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 

ref |NR_024961.1 


piraceae; Alkali 
ref|NR_024954.1 

2516115 251756 
nomycetales; Mic 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref|NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref |NR_024908.1 
2585691 258722 
Oceanospirillal 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref |NR_024867.1 


ref|NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy’ 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref|NR_024853.1 
; Azonexus. 
ref |NR_024834.1 
15 2675666 Thioba 
ref |NR_024832.1 
Nocardiacea 
NR_024828.1 


eae; 
ref 
7 ZO 
ref 


bellia. 
NR_024827.1 
7 ZO 
ref 


bellia. 
NR_024826.1 
7 ZO 
ref 


bellia. 
NR_024825.1 


Nocardiacea 
NR_024810.1 


eae; 
ref 


raceae; Asaia. 
ref|NR_024784.1 


gi 


baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rho 


dococcus. 


Legionella waltersii 
ella waltersii Bacteria; 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Arthrobacter 

0 Arthrobacter 

rococcineae; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 
Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Mycobacterium alvei 

cterium alvei Bacteria; 

aceae; Mycobacterium. 
Hydrogenophaga 

enophaga intermedia 

drogenophaga. 
Propionivibrio 

7 Propionivibrio 

aceae; Propionivibrio. 
Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Thiobacter 
cter subterraneus 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Rhodococcus 


2746146 274749 


3 Rhodococcus 


253858 Bacteria_16S 2761263 2761299 23 59 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

253858 Bacteria_16S 2767238 2767274 26 62 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

253858 Bacteria_16S 2770281 2770317 26 62 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
253858 Bacteria_16S 2771818 2771854 26 62 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

253858 Bacteria_16S 2776428 2776464 26 62 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

253858 Bacteria_16S 2780930 2780954 31 55 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

253858 Bacteria_16S 2795833 2795869 26 62 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

253858 Bacteria_16S 2798876 2798912 26 62 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 


Actinobacteria; A 


253858 Bacteria_16S 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 28 


Actinobacteria; A 


253858 Bacteria_16S 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 28 


Actinobacteria; A 


253858 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


253858 Bacteria_16S 


S60-1 16S ribosom 
Alphaproteobacter 


253858 Bacteria_16S 


strain 71 16S rib 
Proteobacteria; A 


253858 Bacteria_16S 


strain MK703-102F 
Actinobacteria; A 


253858 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


253858 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


253858 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


253858 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


253858 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


253858 Bacteria_16S 


strain IAM 14848 
Actinobacteria; A 


253858 Bacteria_16S 


strain SJS0289-JS 
Actinobacteria; A 


ctinobacteridae; Actinomycetales; Microm 


2800399 2800435 26 62 gi 


ctinobacteridae; Actinomycetales; Micr 
2803441 2803477 26 62 gi 


om 


ctinobacteridae; Actinomycetales; Micr 
2808007 2808043 26 62 gi 
in IFO 12511 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2809504 2809540 23 
al RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae 
2824550 2824586 23 59 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2833683 2833719 26 62 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2850541 2850581 23 63 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


om 


59 gi 


v 


Ac 


ne 


1 
ia 


2852110 2852150 23 63 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2856789 2856829 23 63 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2861403 2861435 31 63 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2890724 2890760 26 62 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 

e; Actinoplanes. 
2899762 2899798 26 


na 


na 


1 
a; 


se 
A 
62 gi 
ctinobacteridae; Actinomycetales; Micr 
2905896 2905932 26 62 gi 


1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 


oc 


ne 


253858 Bacteria_16S 


2918213 2918253 23 63 gi 


onospori 


219857116 


0 
fo} 


16 


onospori 


219857114 


0 
fo} 


47 


onospori 


219857111 


seque 
Actin 


n 
0: 


ce 


219857110 
2809318 2810728 Asaia 


Asaia. 


219856907 
2824364 28257 


etobacte 


219856901 


28334 
bacterin 


219856890 


sequence 
Pseudo: 


, 


219856889 


28518 
dales; X 


219856886 


28565 
dales; X 


219856883 


sequence 
Burkhol 


219856862 


quence 
ctinomyc 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
occineae; 
219856852 


29056 
bacterin 


219856844 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 


my 


neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref |NR_024739.1| Actinoplanes 

2807796 2809267 Actinoplanes 

cetales; Micromonosporineae; 


Asaia siamensis strain 
ria; Proteobacteria; 


ref 
sia 


NR_024738.1 
mensis Bacte 


ref|NR_024728.1| Asaia bogorensis 
74 Asaia bogorensis Bacteria; 
raceae; Asaia. 
ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref |NR_024709.1 
2850317 285183 
monadales; Pseud 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 

Pseudomonas 
5 Pseudomonas 
omonadaceae; 


ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_024681.1 
2890502 289195 
etales; Micromon 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 

monas cissicola 
Xanthomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Actinoplanes 

8 Actinoplanes 

osporineae; 


ref|NR_024675.1| Zimmermannella bifida 

10 Zimmermannella bifida Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 

ref|NR_024671.1| Williamsia maris 

66 2907143 Williamsia maris Bacteria; 

eae; Williamsiaceae; Williamsia. 

ref |NR_024663.1| Hydrogenophilus 
2918000 2919460 Hydrogenophilus 


thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 


Hydrogenophilus. 
253858 Bacteria_ 
strain IFO 15467 


Proteobacteria; G 


253858 Bacteria_ 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiaceae; 
253858 Bacteria_16S 
IFO 16102 16S rib 


strain IFO 16068 


Nocardiaceae; 


strain IFO 15059 


strain LS-13 16S 


Proteobacteria; G 
253858 Bacteria_16S 


strain 441-1 16S 


Proteobacteria; G 
253858 Bacteria_16S 
larrymoorei strai 
larrymoorei Bacte 


Rhizobium/Agrobac 


caldus strain KU 


Proteobacteria; G 
253858 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
253858 Bacteria_16S 
s strain Kd2 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


253858 Bacteria_16S 


strain HKI 0136 1 


strain ORS 992 16 


caribensis strain 
caribensis Bacter 


histidinovorans s 
histidinovorans B 


16S 2930215 2930255 23 


16S 2937749 2937785 26 


Actinoalloteichus. 
2939267 2939303 26 


2954389 2954425 26 


2977189 2977225 26 


Streptomyces. 
2978721 2978757 26 


Streptomyces. 
2984845 2984881 26 


2986367 2986403 26 


2987889 2987925 26 


2990939 2990979 23 


2992430 2992470 23 


2993914 2993954 23 


2996993 2997033 23 


3019694 3019730 26 


Deinococci; 
3022753 3022789 26 


donia. 
3039481 3039517 26 


3075674 3075714 23 


3077202 3077242 23 


3087836 3087876 23 


acteria; Firmicutes; 


253858 Bacteria_16S 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
253858 Bacteria_16S 


3098353 3098389 26 


3102797 3102833 26 


63 


62 


62 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
253858 Bacteria_16S 


62 


62 


62 


62 


62 


62 


63 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 


63 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 


63 


63 


62 


ribosomal RNA, partial sequence 
Thermales; 


gi 


gi 


2 
in IFO 14455 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


gi 
29 
gi 


gi 


n A1201 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


gi 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
253858 Bacteria_16S 
wratislaviensis s 
wratislaviensis B 


gi 


gi 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
253858 Bacteria_16S 


gi 
29 


gi 
29 


gi 


n AF3.10 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 
253858 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillales; 


gi 


gi 
30 


Thermaceae; 


62 


62 


63 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
253858 Bacteria_16S 


63 


63 


62 


62 


gi 


gi 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
253858 Bacteria_16S 


gi 


3075492 30769 


gi 


MWAP64 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; Burkhold 
253858 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partial 
Clostridia; 


gi 


Clostridiales; 


gi 


gi 


Legionellacea 


219856836 


19856831 


219856830 


219856820 


219846938 


219846937 
sequence 


219846933 


219846932 


train NCIMB 13082 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
253858 Bacteria_16S 


219846931 


219846929 
90709 29921 


Legionellaceae; Fluoribacter. 


219846928 
92209 29936 


219846927 
Rhizob 
219846925 
Acidith 
219846910 
19481 30209 
Thermus. 


219846908 
sequence 


219846896 


219846871 


219846870 


219846863 


sequence 


219846856 


219846853 


sequence 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_024655.1| Oceanobacter kriegii 


16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
ammaproteobacteria; Oceanospirillales; Oceanobacter. 


ref|NR_024650.1| Actinoalloteichus 
2937540 2939007 Actinoalloteichus 

Pseudonocardineae; 

Lentzea albida strain 


ref|NR_024649.1 


39058 2940528 Lentzea albida Bacteria; 


Actinosynnemataceae; Lentzea. 


ref|NR_024639.1| Gordonia rhizosphera 


16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
253858 Bacteria_16S 
macrosporus strai 
mMacrosporus Bacte 
Streptomycetaceae; 
253858 Bacteria_16S 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae; 
253858 Bacteria_16S 
strain 10.268-1 1 


Gordoniaceae; Gordonia. 

ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 

Streptomycineae; 


ref|NR_026529.1| Streptomyces 
2978510 2979990 Streptomyces 
Streptomycineae; 


ref|NR_026525.1| Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 
Nocardiaceae; Nocardia. 
NR_026524.1| Rhodococcus 

2986156 2987629 Rhodococcus 
Corynebacterineae; 


ref 


ref|NR_026523.1| Skermania piniformis 
56 Skermania piniformis Bacteria; 
Gordoniaceae; Skermania. 
ref|NR_026521.1| Fluoribacter gormanii 
58 Fluoribacter gormanii Bacteria; 


ref|NR_026520.1| Legionella brunensis 

81 Legionella brunensis Bacteria; 

e; Legionella. 

ref|NR_026519.1| Agrobacterium 
2993732 2995168 Agrobacterium 

iales; Rhizobiaceae; 


ref|NR_026517.1| Acidithiobacillus 

42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 


ref|NR_026500.1| Gordonia 
3022528 3023984 Gordonia 
tinomycetales; Corynebacterineae; 


ref|NR_026488.1| Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_026463.1| Rhizobium undicola 
24 Rhizobium undicola Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026462.1| Burkholderia 

3076975 3078406 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_026455.1| Natronincola 

3087607 3089090 Natronincola 
Clostridiaceae; Natronincola. 
ref|NR_026448.1| Arthrobacter rhombi 
44 Arthrobacter rhombi Bacteria; 
; Micrococcaceae; Arthrobacter. 


gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Verrucosispora. 


ref|NR_026445.1| Verrucosispora 
102586 3104047 Verrucosispora 


w 


253858 Bacteria_16S 
strain DSM 11603 


253858 Bacteria_16S 
strain DSM 12081 


253858 Bacteria_16S 
hollandicum strain IFAM 
hollandicum Bacteria; 
Hyphomicrobium. 
253858 Bacteria_16S 


3105806 3105846 23 63 
16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; 


Rhizobiales; 


3113269 3113309 23 63 
16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 


Rhodocyclales; 


3128373 3128413 23 63 
KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


3131282 3131322 23 63 


complete sequence 


gi|219846851 


gi| 219846846 


gi| 219846836 


gi| 219846834 


plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 


plurifarium Bacteria; 
Mesorhizobium. 
253858 Bacteria_16S 
strain A901/1 16S 


253858 Bacteria_16S 
falsenii CCUG 33651 16S 
Bacteria; Actinobacteria; 
Corynebacterium. 
253858 Bacteria_16S 
pedioforme strain 
pedioforme Bacteria; 
253858 Bacteria_16S 
orientis strain DSM 765 
Bacteria; Firmicutes; 
253858 Bacteria_16S 


Clostridia; 
3161682 3161706 31 55 


Proteobacteria; Alphaproteobacteria; 


3134280 3134312 31 63 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


3149383 3149423 23 63 
DSM 3802 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 

3153991 3154031 23 63 


Clostridiales; 


gi| 219846832 


3134094 31355 
Rhodobacterales; Rhodobacteraceae; 
3147855 3147891 26 62 


gi| 219846823 


gi| 219846822 


gi|219846819 


16S ribosomal RNA, partial sequence 31537 
Peptococcaceae; 


gi| 219846814 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 


heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; 


Antarctobacter. 
253858 Bacteria_16S 


3170750 3170786 26 62 


gi|219846807 


strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 31720 


Deinococcus-Thermus; 
253858 Bacteria_16S 


253858 Bacteria_16S 


Deinococci; 
3181354 3181394 23 63 

strain LMG 471 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; 


Deinococcales; 


63 


Deinococcaceae; D 


gi| 219846800 
3181138 31826 


Xanthomonadales; Xanthomonadaceae; 
3182906 3182946 23 


gi|219846799 


strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 31841 


Proteobacteria; Gammaproteobacteria; 


253858 Bacteria_16S 


253858 Bacteria_16S 


253858 Bacteria_16S 


Xanthomonadales; Xanthomonad 
3184458 3184498 23 63 

strain LMG 947 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi|219846798 
3184240 31857 


Xanthomonadales; Xanthomonad 
3186010 3186050 23 63 

strain LMG 673 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi|219846797 
3185792 31872 


Xanthomonadales; Xanthomonad 
3187562 3187602 23 63 


gi|219846796 


vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 


vesicatoria Bacteria; 
Xanthomonas. 
253858 Bacteria_16S 


Proteobacteria; 


3189114 3189154 23 


63 


strain LMG 690 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


253858 Bacteria_16S 


strain LMG 733 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


253858 Bacteria_16S 


strain LMG 847 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


253858 Bacteria_16S 


Gammaproteobacteria; 


gi|219846795 
3188896 31903 


Xanthomonadales; Xanthomonad 
3190666 3190706 23 63 


gi|219846794 
3190448 31919 


Xanthomonadales; Xanthomonad 
3192218 3192258 23 63 


gi|219846793 
3192000 31935 


Xanthomonadales; Xanthomonad 
3193768 3193808 23 63 


gi|219846792 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 31950 


Proteobacteria; Gammaproteobacteria; 


253858 Bacteria_16S 


63 


strain LMG 736 16S ribosomal RNA, partial sequence 


Proteobacteria; 
253858 Bacteria_16S 


Gammaproteobacteria; 


Xanthomonadales; Xanthomonad 
3195320 3195360 23 


gi|219846791 
3195102 31966 


Xanthomonadales; Xanthomonad 
3196824 3196864 23 63 


gi|219846790 


sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 


sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sandaracinobacter. 
253858 Bacteria_16S 


3269103 3269143 23 63 
strain Feox-1 16S ribosomal RNA, 


complete sequence 


31130 
Rhodocyclaceae; 


sequenc 


Rhizobiales; 


31476 


Chromatiales; 


Rhodo 


Xantho: 


Sphingomonadales; 


ref 


ref 


Azoarcus. 
ref 


ref 


Ww 


ref 


ref 


ref 


Ww 


ref 


ref 


w 


bacterales; 
ref 
einococcus. 
ref 
ref 


aceae; 
ref 


aceae; 
ref 


aceae; 
ref 


w 


monadales; 
ref 


aceae; 
ref 


aceae; 
ref 


aceae; 
ref 


aceae; 
ref 


aceae; 
ref 


w 


gi| 219846741 


ref 


NR_026443.1 
51 Aquamicrobium 
Phyllobacteriaceae; 


NR_026428.1 
e 3128192 3129616 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; 


NR_026426.1 
131100 3132536 Mesorhizobium 
Phyllobacteriaceae; 


NR_026424.1 
01 Paracoccus alkenifer Bacteria; 
Paracoccus. 

NR_026415.1 
42 3149116 Corynebacterium falsenii 
Corynebacterineae; 


NR_026414.1 
149167 3150625 Thiolamprovum 
Chromatiaceae; Thiolamprovum. 
NR_026411.1 
64 3155274 Desulfosporosinus orientis 
Desulfosporosinus. 

NR_026406.1 
161511 31629 
Rhodobacteraceae; 


NR_026399.1 
14 Deinococcus grandis Bacteria; 


NR_026392.1 
37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 

NR_026391.1 
89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 

NR_026390.1 
41 Xanthomonas bromi Bacteria; 
Xanthomonas. 
NR_026389.1 
93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 

NR_026388.1 
187344 31888 
Xanthomonadaceae; 


NR_026387.1 
97 Xanthomonas cucurbitae Bacteria; 
Xanthomo 
NR_026386.1 
49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 

NR_026385.1 
01 Xanthomonas pisi Bacteria; 
Xanthomonas. 
NR_026384.1 
51 Xanthomonas melonis Bacteria; 
Xanthomonas. 

NR_026383.1 
03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 

NR_026382.1 
196654 3198070 Sandaracinobacter 
Sphingomonadaceae; 


NR_026333.1 


Aquamicrobium defluvii 
defluvii Bacteria; 


Aquamicrobium. 
NR_026438.1 
39 3114569 Azoarcus anaerobius Bacteria; 


Azoarcus anaerobius 


Hyphomicrobium 


Mesorhizobium 


Paracoccus alkenifer 


Corynebacterium 
Corynebacteriaceae; 


Thiolamprovum 


Desulfosporosinus 


Antarctobacter 
10 Antarctobacter 


Deinococcus grandis 


Xanthomonas sacchari 


Xanthomonas codiaei 


Xanthomonas bromi 


Xanthomonas cassavae 


Xanthomonas 
45 Xanthomonas 
Xanthomonas cucurbitae 


nas. 
Xanthomonas hortorum 


Xanthomonas pisi 


Xanthomonas melonis 


Xanthomonas vasicola 


Sandaracinobacter 


Leptothrix mobilis 


3268876 3270396 Leptothrix mobilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


253858 Bacteria_16S 


strain LMG 5743 1 
Proteobacteria; G 


253858 Bacteria_16S 


strain LMG 5047 1 
Proteobacteria; G 


253858 Bacteria_16S 


strain LMG 708 16 
Proteobacteria; G 


253858 Bacteria_16S 


strain LMG 538 16 
Proteobacteria; G 


253858 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


253858 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


253858 Bacteria_16S 


strain DSM 43040 


3288860 3288900 23 63 gi 
ammaproteobacteria; Xanthomonadales; X 
3290385 3290425 23 63 gi 


ammaproteobacteria; Xanthomonadales; X 
3291937 3291977 23 63 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3293489 3293529 23 63 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3299602 3299642 23 63 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


3316319 3316359 23 63 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
3330042 3330078 26 62 


gi 


Spirocha 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


253858 Bacteria_16S 


strain DSM 43039 
Actinobacteria; A 


253858 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


253858 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


253858 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


253858 Bacteria_16S 


strain M17C 16S r 
Actinobacteria; A 


253858 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


253858 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


253858 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


253858 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


253858 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


253858 Bacteria_16S 


strain DSM 43852 
Actinobacteria; A 


253858 Bacteria_16S 


strain DSM 20138 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
3404559 3404595 26 62 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
rthrobacter. 


3406085 3406121 26 


253858 Bacteria_16S 


histidinolovorans 
histidinolovorans 
Micrococcaceae; A 


253858 Bacteria_16S 


strain DSM 20116 
Actinobacteria; A 


253858 Bacteria_16S 


strain NCTC 25174 


3331570 3331606 26 62 gi 
ctinobacteridae; Actinomycetales; Micr 
3337563 3337599 26 62 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3363701 3363737 26 62 gi 
SM 4136 16S ribosomal RNA, partial seq 
; Verrucomicrobia; Verrucomicrobiae; V 
3366710 3366746 26 62 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3377294 3377330 26 62 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3380363 3380399 26 62 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
3381898 3381938 23 63 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


gi 


3383436 3383476 23 63 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3393890 3393926 26 62 gi 


ctinobacteridae; Actinomycetales; Micr 
3395399 3395431 26 58 gi 

43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3396904 3396940 26 62 gi 
ctinobacteridae; Actinomycetales; Micr 
3403027 3403063 26 62 gi 


62 gi 
ctinobacteridae; Actinomycetales; Micr 
3415168 3415204 26 62 gi 
16S ribosomal RNA, partial sequence 


219846728 


6S ribosomal RNA, partial sequence 3288642 32901 
thomonad 


an 
219846727 


6S ribosomal RNA, partial sequence 3290167 32916 
thomonad 


an 
219846726 


3291719 32932 
thomonad 


an 
219846725 


3293271 32947 
thomonad 


an 
219846721 
quence 
eria; Thio 


219846709 


3316113 33175 


eta. 
219846698 


16S ribosomal RNA, partial sequence 3329815 33312 


omonospori 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 


omonospori 
219846693 
al sequenc 
e; 


219846674 
uence 
errucomicr 


219846672 
sequence 


Actinomyc 


219846664 


3377063 33785 


ococcineae 
219846662 
33801 
ales; Cory 
219846661 
e sequence 
a; Thiotri 
219846660 
33832 
ciricketts 
219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


ococcineae 
219846648 
ence 33951 
ales; Micr 


219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846642 
artial seq 
ridae; Act 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 


ococcineae 
219846634 


Actinomycet 


ref|NR_026320.1 


acea 
ref 


e; Xanthomon 
NR_026319.1 


acea 
ref 


e; Xanthomon 
NR_026318.1 


acea 
ref 


e; Xanthomon 
NR_026317.1 
Xanth 


aceae; 


hales; Pisc 


ref|NR_026301.1 


ref|NR_026290.1 


; Micromonos 
NR_026289.1 


neae 
ref 


neae; Micromonos 
ref |NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref |NR_026266.1 
3363492 336498 
obiales; Verruco 


ref|NR_026264.1 
3366504 336795 
etales; Streptos 


ref |NR_026256.1 


; Dermacoccaceae 
ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref |NR_026253.1 

3381669 338315 
chales; Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026241.1 
; Brevibacteriac 
ref |NR_026240.1 
98 3396650 Promic 
ococcineae; Prom 


ref|NR_026239.1 


; Cellulomonadac 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Methylophaga 

9 Methylophaga 

rickettsiaceae; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Mycobacterium 

3 Mycobacterium 

bacterineae; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Streptosporangium 
3 Streptosporangium 


porangineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 

romonospora citrea 

icromonosporaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter ilicis 


ilicis Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


’ 


Arthrobacter. 


ref|NR_026226.1 


Cellulomonas humilata 


3414964 3416365 Cellulomonas humilata 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 


Cellulomonas. 
253858 Bacteria_16S 
DSM 2403 16S ribo 
Proteobacteria; 
253858 Bacteria_16S 
strain DSM 6964 1 
Proteobacteria; 
253858 Bacteria_16S 
haemolyticus stra 
haemolyticus Bacteria; 
Acinetobacter. 
253858 Bacteria_16S 
baumannii strain 
baumannii Bacteri 
253858 Bacteria_16S 
strain DSM 9442 1 
Thermotogae; Thermotogales; 
253858 Bacteria_16S 
strain DSM 20550 


3438518 3438558 23 


3440028 3440068 23 


3441537 3441577 23 
Proteobacteria; 


3443047 3443087 23 


3450788 3450812 31 


3455414 3455450 26 


253858 Bacteria_16S 
nicotinovorans st 


3459968 3460004 26 


Micrococcaceae; Arthrobacter. 
253858 Bacteria_16S 3472134 3472170 26 
strain DSM 43205 


253858 Bacteria_16S 
strain DSM 4954 1 


3475192 3475228 26 


253858 Bacteria_16S 
marinonascens str 
marinonascens Bac 
Nocardiaceae; Rhodococcus. 

253858 Bacteria_16S 3525141 3525181 23 
strain DSM 6011 1 
Firmicutes; Clostridia; 
253858 Bacteria_16S 


3476719 3476755 26 


Clostridiales; 
3555948 3555988 23 


strain 106 16S ribosomal RNA, partial sequence 


Proteobacteria; 
253858 Bacteria_16S 
strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subgen. 
253858 Bacteria_16S 
strain WO-44C 16S 
Proteobacteria; 
253858 Bacteria_16S 3577079 3577119 23 
capsulatus strain 216 16S ribosomal RNA, 
Bacteria; Proteob 
253858 Bacteria_16S 
aggregatus strain 
aggregatus Bacter 
253858 Bacteria_16S 
stercorarium subsp. 


3569518 3569554 23 


Acetobacter. 
3575606 3575646 23 


3578543 3578583 23 


3581563 3581603 23 


in DSM 6962 16S ribosomal RNA, 
Gammaproteobacte 


DSM 30007 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria; 


rain DSM 420 16S ribosomal RNA, 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; 


ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


Betaproteobacteria; Rhodocyclales; Rhodoc 
DSM 3508 16S ribosomal RNA, partial s 


acteria; Alphaproteobacteria; Rhodospi 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 
acteria; Alphaproteobacteria; Rhizobia 


IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


thermolacticum strain TX41 16S ribo 


63 gi 


63 gi 


63 gi 


complete 


63 gi 
complete 


55 gi 
Thermotoga. 
62 gi 


62 gi 


complete 


62 gi 


62 gi 


62 gi 


al 


63 gi 
cl 


63 gi 


59 gi 
eq 
ri 
63 gi 
io 

63 gi 
complete sequenc 
le 
63 gi 
se 
a; 


63 gi 


or 


ri 


se 


219846617 
somal RNA, partial sequence 3438312 3439771 Aci 
Gammaproteobacteria; Pseudomonadales; M 


6S ribosomal RNA, partial sequence 3439822 344 
Gammaproteobacteria; Pseudomonadales; Mor 


219846614 
quence 

Pseudomonada 
219846609 
6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogaceae; 
219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiaceae; 


fe} 


219846538 
3555718 35572 
yclaceae; 
219846529 


u 
1 


219846525 
3575389 35768 


n 


219846524 


e 
s 


219846523 


q 


219846521 
somal RNA, 


axellace 
219846616 


axellace 
219846615 
sequence 
a; 


occineae 
219846602 


bacterineae; 
219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846591 


ref |NR_026209.1 
netobacter lwoffi 
ae; Acinetobact 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobact 
ref |NR_026207.1 
3441331 344279 
Pseudomonadales; Mor 


12 


ref|NR_026206.1 
3442841 344429 
les; Moraxe 


ref|NR_026201.1 


ref |NR_026198.1 
68 Arthrobacter 
> Mi 
ref|NR_026194.1 
sequence 3459743 346121 
Actinomycetales; 


ref|NR_026186.1 


ref|NR_026184.1 


ref|NR_026183.1 
sequence 3476498 347797 
Actinomycetales; 
ref|NR_026151.1 
stridium. 
ref|NR_026130.1 
47 Zoogloea 
Zoogloea. 
NR_026121.1 


3569313 357079 
Acetobacteraceae 


ence 
lales; 
ref|NR_026117.1 
ellaceae; Legionella. 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref|NR_026113.1 
partial sequenc 


35769 
; Brady 
uence 
Rhizobi 


i 
e 


e 


1 


Acinetobacter lwoffii 
Bacteria; 

r. 
Acinetobacter junii 
junii Bacteria; 

r. 
Acinetobacter 


0 Acinetobacter 


axellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Arthrobacter agilis 


agilis Bacteria; 
crococcaceae 


; Arthrobacter. 
Arthrobacter 
0 Arthrobacter 


Micrococcineae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Rhodococcus 
1 Rhodococcus 


Corynebacterineae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Zoogloea ramigera 


ramigera Bacteria; 


Acetobacter aceti 
2 Acetobacter aceti 
; Acetobacter; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Blastobacter 

bacter capsulatus 
astobacter. 
Blastobacter 

9 Blastobacter 
biaceae; Blastobacter. 
Clostridium 

e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; Clostridium. 

253858 Bacteria_16S 3586230 3586270 23 
strain JB13 16S r 
Proteobacteria; 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Meth 


63 gi 


253858 Bacteria_16S 3603178 3603218 23 63 gi|219846504|ref|NR_026096.1 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 
Sinorhizobium. 

253858 Bacteria_16S 3607708 3607744 26 62 gi|219846500|ref|NR_026092.1 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 360892 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Mycobacteriaceae; Mycobacterium. 

253858 Bacteria_16S 3616807 3616843 26 62 gi|219846494|ref|NR_026086.1 


komossense strain 


Mycobacterium. 


Ko2 16S ribosomal RNA, partial sequence 


219846518 
3585997 35874 


ref|NR_026110.1 


ylococcaceae; Methylomo 


Methylomonas fodinarum 


56 Methylomonas fodinarum Bacteria; 


nas. 

Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium 


3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


253858 Bacteria_16S 3622424 3622460 26 62 gi 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, 
avium subsp. paratuberculosis Bacteria; Actinobacteria; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Myc 
253858 Bacteria_16S 3623937 3623973 26 62 gi 
strain 3015 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
253858 Bacteria_16S 3625470 3625506 26 62 gi 
strain ATCC 35799 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 

253858 Bacteria_16S 


2 


3627024 3627064 23 63 gi 
strain NCTC 83785 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseria 
253858 Bacteria_16S 3628614 3628654 23 63 gi 
strain DSM 50071 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
253858 Bacteria_16S 3640887 3640923 26 62 gi 
paracochleata strain M-13 16S ribosomal RNA, partial se 
paracochleata Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Kitasatospora. 

253858 Bacteria_16S 3642412 3642448 26 62 gi 
mediocidica strain IFO 14789 16S ribosomal RNA, partial 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 

253858 Bacteria_16S 3643944 3643980 26 62 
strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
253858 Bacteria_16S 3645426 3645466 23 63 
strain USDA 1844 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
253858 Bacteria_16S 3656079 3656119 23 63 gi 
strain H152 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
253858 Bacteria_16S 3665379 3665419 23 63 gi 
restrictus strain PER-K23 16S ribosomal RNA, partial se 
restrictus Bacteria; Firmicutes; Clostridia; Clostridia 
253858 Bacteria_16S 3685040 3685080 23 63 gi 
chlororespirans strain Co23 16S ribosomal RNA, partial 
chlororespirans Bacteria; Firmicutes; Clostridia; Clost 
253858 Bacteria_16S 3692627 3692667 23 63 gi 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Methyloc 
253858 Bacteria_16S 3712164 3712200 26 62 gi 
auranticolor strain 253 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Actinoplanes. 
253858 Bacteria_16S 
philippinensis st 


e; 


gi 


Stre 
gi 


oc 


en 
al 


3713625 3713661 26 62 gi 
rain P-15 16S ribosomal RNA, partial s 
philippinensis Bacteria; Actinobacteria; Actinobacterid 
Micromonosporaceae; Actinoplanes. 

253858 Bacteria_16S 3730050 3730086 26 62 gi 
libanotica strain IFO 14095 16S ribosomal RNA, partial 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinocorallia. 

253858 Bacteria_16S 3777813 3777837 31 55 
strain SL1 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
253858 Bacteria_16S 3800335 3800375 23 63 gi 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
253858 Bacteria_16S 3827889 3827929 23 63 gi 
hominis strain 6573 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardioba 
253858 Bacteria_16S 3850431 3850471 23 63 gi 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, par 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostri 
Ruminococcaceae. 


ae 


se 
Ac 


gi 


ob 


ct 


ti 
di 


pa 


ne 


al 
219846487 


le 


na 
219846478 
qu 


219846477 
s 
Actinomyc 


219846476 
3643713 36451 
omycinea 
219846474 
16S ribosomal RNA, partial sequence 3645244 36466 
bi 
219846467 
3655877 36573 
bi 
219846461 
qu 
le 
219846447 
se 
ri 
219846442 


pt 


219846428 


219846427 
eq 


219846414 


219846378 
3777587 37790 


219846362 
3800153 38015 


219846344 


219846328 


19846490 


es; 
36267 
S; 


36283 
dales; 


ence 


equence 


aceae; 


aceae; 


ence 
Ss; Pepto 


quence 
diales; 


36924 
cales; M 


ce 37119 
es; Micr 


uence 
Actino: 


’ 


quence 
tinomyce 


acteriac 


38276 
eriales; 


al seque 
a; Clost 


253858 Bacteria_16S 3854991 3855031 23 63 
strain Td-21 16S ribosomal RNA, partial sequence 


gi 


219846325 
3854781 3856237 Azoarcus tolulyticus Bacteria; 


rtial se 
Actinobac 
obacterium avi 
219846489 
3623734 36252 
bacterin 
219846488 
36252 
Cory 


Neiss 
219846486 
P 


Actinomycet 


R 


R 


ref 
quen 
teri 


NR_026082.1 
ce 36222 
dae; Actino 
um complex ( 
ref |NR_026081.1 
17 Mycobacterium 
eae; Mycobacter 
ref|NR_026080.1 
68 3626729 Mycob 
nebacterineae; 


ref|NR_026079.1 
80 3628323 Neiss 
eriaceae; Neiss 
ref|NR_026078.1 
74 3629910 Pseud 
seudomonadaceae; 
ref|NR_026070.1 

3640656 364213 
ales; Strep 


ref|NR_026069.1 
3642181 364366 
etales; Strepto 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomycet 
ref |NR_026066.1 


hizo 
ref 


bium/Agrobac 
NR_026059.1 
hizobium/Agrobac 
NR_026053.1 
3665143 366662 
coccaceae; Dehal 
ref |NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


ref|NR_026018.1 
3713443 371485 
mycetales; Micro 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


ref|NR_025969.1 


ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 


2 


mycetales; 


i 
a 
M 
e 


e 


fo} 


re 


a 


Mycobacterium avium 
1 3623683 Mycobacterium 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Neisseria gonorrhoeae 

ria gonorrhoeae 

ria. 

Pseudomonas aeruginosa 

monas aeruginosa 
Pseudomonas. 
Kitasatospora 

0 Kitasatospora 

omycineae; 


Kitasatospora 
2 Kitasatospora 


mycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Dehalobacter 

8 Dehalobacter 
obacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 


ref|NR_025918.1 
nce 385021 


ridiales; Rumino 


ref 


NR_025915.1 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Azoarcus tolulyticus 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


253858 Bacteria_16S 3874809 3874849 23 63 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

253858 Bacteria_16S 3898077 3898117 23 63 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

253858 Bacteria_16S 3899551 3899591 23 63 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

253858 Bacteria_16S 3935948 3935980 31 63 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

253858 Bacteria_16S 3967043 3967083 23 63 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

253858 Bacteria_16S 3979943 3979983 23 63 gi|219846238|ref|NR_025828.1| Rhizobium galegae 


strain gal 1261 1 


Porphyrobacter. 


253858 Bacteria_16S 


strain SW-154 16S 
Proteobacteria; 


G 


3997814 3997854 23 63 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


4017304 4017344 23 63 
ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 


gi 


bi 


qu 
ia 


, 


aceae; 
219846226 
ence 
Sphing 


6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
253858 Bacteria_16S 
donghaensis strai 
donghaensis Bacte 


219846211 
4017086 40185 


R 


09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
NR_025816.1| Porphyrobacter 

3997630 3999069 Porphyrobacter 
omonadales; Erythrobacteraceae; 


ref|NR_025801.1| Kangiella aquimarina 
81 Kangiella aquimarina Bacteria; 


253858 Bacteria_16S 4018846 4018886 23 63 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

253858 Bacteria_16S 4020392 4020432 23 63 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

253858 Bacteria_16S 4037184 4037224 23 63 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

253858 Bacteria_16S 4038667 4038703 26 62 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

253858 Bacteria_16S 4053666 4053702 26 62 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
253858 Bacteria_16S 4068780 4068816 23 59 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

253858 Bacteria_16S 4070305 4070341 23 59 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

253858 Bacteria_16S 4074808 4074844 26 62 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

253858 Bacteria_16S 4100447 4100487 23 63 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

253858 Bacteria_16S 4115545 4115581 26 62 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

253858 Bacteria_16S 4121763 4121795 31 63 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

253858 Bacteria_16S 4123290 4123330 23 63 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

253858 Bacteria_16S 4124809 4124845 26 62 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

253858 Bacteria_16S 4189277 4189317 23 63 gi| 219846083 |ref|NR_025673.1| Schlegelella 


thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 


4189049 4190565 Schlegelella 


thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Schlegelella. 


253858 Bacteria_16S 
lipolyticus strain SM-19 16S ribosomal RNA, partial seq 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacter 


Marinobacter. 


253858 Bacteria_16S 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 


4190826 4190866 23 63 gi 


4193875 4193915 23 63 gi 


219846081 
uence 
ia; Alteromonadales; 


219846079 


ref|NR_025671.1| Marinobacter 
190616 4192088 Marinobacter 


Alteromonadaceae; 


rs 


ref|NR_025669.1| Kerstersia gyiorum 
85 Kerstersia gyiorum Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

253858 Fungi_16S 10864 10900 26 62 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 
253858 Fungi_16S 
strain IFM 10035 
Actinobacteria; 
253858 Fungi_16S 
strain IFM 0784 1 
Actinobacteria; 
253858 Fungi_16S 
strain IFM 0575 1 
Actinobacteria; 
253858 Fungi_16S 
strain IFM 10084 
Actinobacteria; 
253858 Fungi_16S 
strain YZ-96 16S 
Actinobacteria; 
253858 Fungi_16S 
strain IFM 0245 1 
Actinobacteria; 
253858 Fungi_16S 
strain IFM 10088 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
258420 Bacteria_16S 
strain NGA 16S ribosomal RNA, partial sequence 
Synergistia; 
258420 Bacteria_16S 


Synergistetes; 


VKM Ac-1401 16S r 


Nocardia. 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


232 268 26 62 gi 
16S ribosomal RNA, partial sequence 1 


1741 1777 26 62 gi 
6S ribosomal RNA, partial sequence 1564 


3279 3315 26 62 gi 
6S ribosomal RNA, partial sequence 3067 


4839 4875 26 62 gi 
16S ribosomal RNA, partial sequence 4616 


6395 6431 26 62 
ribosomal RNA, partial sequence 


gi 
6163 


7896 7932 26 62 gi 
6S ribosomal RNA, partial sequence 7721 


9383 9419 26 62 gi 
16S ribosomal RNA, partial sequence 9174 
676172 676134 1 39 gi 
Synergistales; Synergistace 
911067 911029 1 39 gi 
ibosomal RNA, partial sequence 


ae; 


265678352 


1514 


nebacterineae; 
265678351 


3016 


nebacterineae; 
265678350 


4565 


nebacterineae; 
265678349 


6112 


nebacterineae; 
265678348 


7670 


nebacterineae; 
265678342 


9123 


nebacterineae; 
219857197 
10588 
nebacterineae; 
265678598 
675861 67745 
Anaerobacu 
265678437 
910794 91228 


ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 
Nocardiaceae; Nocardia. 
ref |NR_028903.1| Anaerobaculum mobile 
6 Anaerobaculum mobile Bacteria; 
lum. 
ref|NR_028739.1| Leifsonia poae strain 
1 Leifsonia poae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
258420 Bacteria_16S 1280063 1280025 1 39 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

Aeromicrobium. 

258420 Bacteria_16S 1307304 1307258 1 47 gi|228721493|ref|NR_027616.1| Streptomyces 

thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 

Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 1348708 1348670 1 39 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 

DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 

Sanguibacter. 

258420 Bacteria_16S 1771745 1771699 1 47 gi|219878355|ref|NR_025494.1| Streptomyces arenae 

strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 1773243 1773197 1 47 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 


roseoviolaceus Ba 
Streptomycetaceae 


258420 Bacteria_16S 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


258420 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


258420 Bacteria_16S 


cteria; Actinobacteria; Actinobacteridae 
; Streptomyces. 


thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 


thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


, 


; Actinomycetales; 


Streptomycineae; 


1774740 1774694 1 47 gi|219878353|ref|NR_025492.1| Streptomyces 
n ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2053692 2053646 1 47 gi|219878155|ref|NR_025294.1| Streptomyces 
ain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 
2058211 2058165 1 47 gi|219878152|ref|NR_025291.1] Streptomyces 


2057971 2059469 Streptomyces 
Streptomycineae; 


258420 Bacteria_ 


strain PK-Blue 16 
Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_ 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


258420 Bacteria_ 
cineracea strain 


cineracea Bacteri 
Streptomycetaceae 


258420 Bacteria_ 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


258420 Bacteria_ 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


258420 Bacteria_ 


strain DSM 3133 1 


16S 2167540 2167494 1 47 


S ribosomal RNA, partial sequence 


gi 


Stre 
16S 2260192 2260146 1 47 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


’ 


pt 


ia 
te 


219857623 
2167280 21687 
omycinea 
219857559 
1 sequen 
ridae; Actin 


6S ribosomal RNA, partial sequence 3487117 34886 


ref|NR_025212.1 
69 Streptomyces 
e; Streptomycet 
ref|NR_025147.1 
ce 2259931 22614 
omycetales; 


a 


5 


Streptomyces speibonae 

speibonae Bacteria; 

ceae; Streptomyces. 
Streptomyces 

2 Streptomyces 

Streptomycineae; 


16S 2842816 2842770 1 47 gi|219856895|ref|NR_024714.1| Kitasatospora 
SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Kitasatospora. 

16S 2968052 2968014 1 39 gi|219846945|ref|NR_026537.1| Microlunatus 
in NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Microlunatus. 

16S 3485808 3485762 1 47 gi| 219846585 |ref|NR_026177.1| Streptomyces 
n DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

16S 3487374 3487336 1 39 gi|219846584|ref|NR_026176.1| Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Actinotalea. 
258420 Bacteria_16S 3639345 3639299 1 47 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 3923797 39237511 47 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 3925378 3925332 1 47 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae 


; Streptomyces. 


258420 Bacteria_16S 3928539 3928493 1 47 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 4126322 41262761 47 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 286090 286053 1 38 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 


strain 01008 16S 


Tenericutes; Moll 


258420 Bacteria_ 


Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycop 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3756717 3756680 1 38 gi 


lasmataceae; Mycoplasma. 


285875 28729 


219846394 
3756485 3757942 Mycop 


ref|NR_025985.1 
lasma alvi Bacte 


0 Mycoplasma testudinis Bacteria; 


Mycoplasma alvi strain 
ria; Tenericutes; 


258420 Bacteria_16S 836675 836635 1 41 gi|265678488|ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

258420 Bacteria_16S 1147356 1147316 1 41 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

258420 Bacteria_16S 2056672 2056632 1 41 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 2173608 2173568 1 41 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

258420 Bacteria_16S 2719408 2719368 1 41 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

258420 Bacteria_16S 2980281 2980241 1 41 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 3351310 33512741 37 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 
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258420 Bacteria_ 
strain CE40 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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RNA, parti 
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ref 
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ref 
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ref 
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tale 


ref 
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tale 
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785920 78741 
e; Actinomycet 


2 807361 Thermo 


6 877087 Strep 
ptomycineae; 


61 1361925 Acidi 


84 1399529 Gemma 
Gemmatimonas. 


11 1402554 Leifs 


e 1425302 14268 
e; Actinomycet 


1426862 14283 


NR_026185.1 


44 3474924 Rhodoc 
Nocardiacea 


1lulomonadac 
NR_029186.1 
e 269183 


edis; 
NR_028890.1 
terrae Bact 


NR_028825.1 
8 
ales; Strep 
NR_028811.1 


s; Thermodes 
NR_028764.1 
hss 
Str 


NR_027584.1 


; Acidimicro 
NR_027529.1 


- 


NR_027523.1 
° 
s; Micrococc 
NR_027223.1 
1 
ales; Strept 
NR_027222.1 
7 


s; Streptomy 


NR_025616.1 
equence 


e 


t 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 


16S 3363728 3363689 1 40 gi|219846674|ref|NR_026266.1| Verrucomicrobium 

SM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 

; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 

16S 89278 89240 1 39 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
ain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
teria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 

16S 123140 123102 1 39 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 


8 Cellulomonas hominis Bacteria; 
Ce 


eae; Cellulomonas. 
Thermoanaerobacterium 
270620 


Clostridia; 
Thermo 


anaerobacterium. 
Opitutus terrae strain 
ria; Verrucomicrobia; 


Streptomyces 
Streptomyces 
omycineae; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Streptomyces 
omyces scopiformis 


eptomycetaceae; 


Acidimicrobium 


microbium ferrooxidans 


bineae; 


Gemmatimonas 
imonas aurantiaca T-27 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


258420 Bacteria_16S 


strain DSM 43030 


strain YIM 21741 


strain T1-X7 16S 


Streptomycetaceae; Streptomyces. 


2110074 2110028 1 47 gi 


2228130 2228092 1 39 


gi 


2257068 2257022 1 47 


gi 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

2492163 24921251 39 
ribosomal RNA, partial sequence 


gi 


2493649 24936111 39 


gi 


Stre 


n YIM 41004 16S ribosomal RNA, partial 


219873436 


16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 
258420 Bacteria_16S 


ptomycinea 
219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
258420 Bacteria_16S 
yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 
258420 Bacteria_16S 


ococcineae 

219857561 
sequence 

Actinomyc 


219857388 


2491905 24933 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
258420 Bacteria_16S 


ococcineae 
219857387 


australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 


ref 


e; S 
ref 


7 Mi 
ref 


etal 
ref 


; In 


2256827 22582 


49 Tetrasphaera 


NR_025250.1 


treptomyceta 
NR_025168.1 


crobacteriac 
NR_025149.1 
9 
m’ 


es; Strepto 


NR_024976.1 


trasporangia 


ref 


Streptomyces humiferus 


30 Streptomyces humiferus Bacteria; 


ceae; Streptomyces. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Streptomyces 
4 Streptomyces 
ycineae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 


NR_024975.1 


Tetrasphaera 


2493400 2494869 Tetrasphaera 


258420 Bacteria_16S 2514858 2514812 1 47 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

258420 Bacteria_16S 2832175 2832129 1 47 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 2898278 2898240 1 39 gi|219856857|ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

258420 Bacteria_16S 2977216 2977170 1 47 gi| 219846938 |ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 3006230 3006192 1 39 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 


strain 801 16S ri 


bosomal RNA, partial sequence 


3005987 30074 


53 Frigoribacterium faeni Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
258420 Bacteria_16S 3447695 3447649 1 47 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 3449262 3449216 1 47 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

258420 Bacteria_16S 3484241 3484195 1 47 gi|219846586|ref|NR_026178.1| Streptomyces galbus 


strain DSM 40089 


16S ribosomal RNA, partial sequence 3483983 34854 


99 Streptomyces 


galbus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 3490437 3490391 1 47 gi| 219846582 |ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 3511480 3511442 1 39 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

258420 Bacteria_16S 3637793 3637747 1 47 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 3919055 3919009 1 47 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
strain ATCC 19812 16S ribosomal RNA, complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 3922217 39221711 47 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 3926958 3926912 1 47 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 4233189 4233143 1 47 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 


strain M175 16S r 


258420 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


258420 Bacteria_16S 


vanbaalenii Bacte 
Mycobacteriaceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
203952 203915 1 38 gi| 265678927 |ref|NR_029235.1 
in H-6-12 16S ribosomal RNA, complete sequence 203662 205201 
eria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus 
115474 115434 1 41 gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacterium. 
229911 229871 1 41 gi|265678909|ref|NR_029217.1 


258420 Bacteria_16S 
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ibosomal RNA, partial sequence 


bosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


258420 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


258420 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 
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290695 290655 1 41 
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cales; Aquificaceae; Aquifex. 
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eae; 
ref 


ref 
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3 Mycobacterium 


Mycobacteri 
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aceae; Mycobacterium. 
Dictyoglomus 
Dictyoglomus 
Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


NR_028970.1 


Mycobacterium 


580337 581817 Mycobacterium 


pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


258420 Bacteria_16S 
in C21 16S ribosomal RNA, 
subterraneus Bacteria; 


subterraneus stra 


Thermaerobacter. 


258420 Bacteria_16S 
acidiphilus strain TA-67 16S ribosomal RNA, partial seq 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclob 


258420 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; 


DSM 4359 16S ribo 
Thermotogae; 


strain HS-5 16S r 
Actinobacteria; 


strain CCUG 35957 


strain ATCC 927 1 


15286 Bacteria; 
Thermodesulfatator. 


258420 Bacteria_16S 
puniciscabiei strain S77 16S ribosomal RNA, partial seq 
puniciscabiei Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 
258420 Bacteria_16S 


Streptomycetaceae; 


strain FI-13295 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
258420 Bacteria_16S 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partia 
viterbiensis Bacteria; 
258420 Bacteria_16S 

nagasakiensis strain JCM 11223 16S ribosomal RNA, parti 
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Thermaerobacter. 


258420 Bacteria_16S 


strain IFO 12702 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
258420 Bacteria_16S 
marianensis strain 7p75a 16S ribosomal RNA, partial seq 
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Thermaerobacter. 
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brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 


258420 Bacteria_16S 
multiseptatus strain AA826 16S ribosomal RNA, partial s 
multiseptatus Bacteria; Actinobacteria; Actinobacterida 
Geodermatophilaceae; 
258420 Bacteria_16S 
SPS-17 16S ribosomal 


Thermus; 


Mycobacteriaceae; 


Lactobacillales; 
258420 Bacteria_16S 


Thermotogales; 
258420 Bacteria_16S 
YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
258420 Bacteria_16S 


Deinococci; 
258420 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, pa 
austroafricanum Bacteria; Actinobacteria; Actinobacteri 
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Firmicutes; 


1062955 1062915 1 


1091454 1091414 1 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


1201880 1201840 1 


1325725 1325685 1 
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Rubrobacteridae; Thermoleophilales; The 
258420 Bacteria_16S 


2035000 2034964 1 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
258420 Bacteria_16S 


2164474 21644341 


2223481 22234411 


2246294 2246258 11 


2327051 23270111 


2405776 2405736 1 


Firmicutes; 
2756825 2756785 1 


Firmicutes; 


2826064 2826024 1 


2904395 2904355 1 
Firmicutes; 


2943851 2943811 1 


3010640 3010600 1 


Modestobacter. 
3018201 3018161 1 


RNA, partial sequence 


Thermales; 
3339102 3339062 1 


Mycobacterium. 
258420 Bacteria_16S 


3491974 34919341 


Clostridia; 


41 gi 
complete seq 
Clostrid 


41 gi 


41 gi 


Lactobac 
41 gi 
Thermotoga. 

41 gi 


41 gi 
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41 gi 


41 gi 
Thermodesulfobac 
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ue 
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il 
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ne 


en 
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ue 


265678511 


nce 
les; 


265678335 


nce 


acillaceae; Al 
265678315 
1091188 10926 


lus. 


228715358 
somal RNA, partial sequence 1201630 1203111 Thermotoga neapolitan 
Thermotogaceae; 
219846136 
1325499 13269 
bacterineae; 
219878404 
1704738 17061 
rmoleophil 
219878171 


20347 


ce 22232 
riales; 


219857568 


nce 


e; Actinomycetales; Strept 
41 gi|219857511|ref|NR_025099.1 
6S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium 
nebacterineae; Mycobacteri 
41 gi| 219857456 |ref|NR_025044.1 
1 sequence 2405537 240701 
Clostridia; Clostridiales; Clostridiaceae; Cal 
41 gi| 219857148 |ref|NR_024776.1 
al sequence 2756546 275805 
Clostridia; Clostridiales; Clostridiales Fami 
41 gi| 219856906 |ref|NR_024727.1 

16S ribosomal RNA, partial sequence 2825825 28272 
kineae; Sporichthyaceae; S 
41 gi| 219856853 |ref|NR_024672.1 
uence 2904128 290561 
Clostridia; Clostridiales; Clostridiales Family 
41 gi| 219856827 |ref|NR_024646.1 
sequence 2943614 294507 
Actinomycetales; Frankine 
41 gi|219846916|ref|NR_026508.1 
equence 3010413 301189 
e; Actinomycetales; Franki 
41 gi|219846911|ref|NR_026503.1 
3017969 3019430 Thermus oshimai Bacte 

Thermaceae; Thermus. 

41 gi|219846692|ref|NR_026284.1 
rtial sequence 333886 
dae; Actinomycetales; Cory 
41 gi| 219846581 |ref|NR_026173.1 


chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


Clo 


occineae; 
219857625 
6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
258420 Bacteria_16S 
indicus strain CIR29812 16S ribosomal RNA, partial sequ 
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219857583 
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ref |NR_028637.1 

1062699 106423 
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ref|NR_028617.1 
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ref |NR_027530.1 


ref|NR_025726.1 
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Nocardiacea 
ref|NR_025543.1 
aceae; Thermoleo 
ref|NR_025310.1 
53 2036233 Rothia 
Micrococcaceae 
ref|NR_025214.1 
35 Mycobacterium 
Mycobacteri 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


ref|NR_025156.1 
2246040 224756 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Lactobacillus algidus 
algidus Bacteria; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 

Rothia nasimurium 
nasimurium Bacteria; 
; Rothia. 

Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Streptomyces 
5 Streptomyces 
omycineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Caloramator 
6 Caloramator 
oramator. 

Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Thermaerobacter 

5 Thermaerobacter 
XVII. Incertae Sedis; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Modestobacter 
4 Modestobacter 
neae; 


Thermus oshimai strain 
ria; Deinococcus- 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


3491744 349320 


Mycobacterium 
9 Mycobacterium 


258420 Bacteria_16S 3879468 3879428 1 41 gi| 219846309 |ref|NR_025899.1 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 38807 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

258420 Bacteria_16S 299761 299734 1 28 gi|265678860|ref|NR_029166.1 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
258420 Bacteria_16S 302784 302757 1 28 gi| 265678858 |ref|NR_029164.1 


strain B-3 16S ri 


bosomal RNA, partial sequence 


302503 30397 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Mycoplasma 
Mycoplasma 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

258420 Bacteria_16S 539619 539592 1 28 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

258420 Bacteria_16S 594202 594175 1 28 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

258420 Bacteria_16S 1085236 1085201 12 47 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 1180715 1180688 1 28 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 

258420 Bacteria_16S 1357718 1357691 1 28 gi|228720055|ref|NR_027588.1| Fusobacterium 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
258420 Bacteria_16S 1628643 1628616 1 28 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

258420 Bacteria_16S 1733876 1733849 1 28 gi| 219878385 |ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
258420 Bacteria_16S 1968020 1967993 1 28 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

258420 Bacteria_16S 2367875 2367848 1 28 gi|219857481|ref|NR_025069.1| Mycoplasma 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

258420 Bacteria_16S 2370868 2370841 1 28 gi|219857479|ref|NR_025067.1| Mycoplasma opalescens 
strain MH5408 16S ribosomal RNA, partial sequence 2370638 2372093 Mycoplasma opalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

258420 Bacteria_16S 2372377 2372350 1 28 gi|219857478|ref|NR_025066.1| Mycoplasma maculosum 


strain PG15 16S r 
Tenericutes; Moll 


258420 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


258420 Bacteria_16S 


columbinasale str 
columbinasale Bac 


258420 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


258420 Bacteria_16S 


strain C-29 16S r 


strain K 16S ribo 


strain DSM 10020 
Firmicutes; Clost 


258420 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


258420 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


258420 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


258420 Bacteria_16S 


fusiformis strain 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376906 2376879 1 28 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2378415 2378388 1 28 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2379921 2379894 1 28 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2549149 2549122 1 28 gi 
ibosomal RNA, partial sequence 


ue 
as 


ne 


3071236 3071209 1 28 gi 
el 


3231441 32314141 28 gi 


ridia; Clostridiales; Clostridiales Fami 
3296622 3296595 1 28 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3298147 32981201 28 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3691139 3691112 1 28 gi 
ibosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


en 
sp 


al 
st 


2372144 23736 


219857475 
2376676 23781 


219857474 


219857473 
2379691 23811 


219857344 
2548929 25503 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
258420 Bacteria_16S 219846874 
somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
258420 Bacteria_16S 219846766 


16S ribosomal RNA, partial sequence 3231181 32326 


219846723 


219846722 


219846443 
3690909 36923 


ref 


ref 
nce 
mMataceae 


La My 
ref 


ref 


Bar 
ref 
loce 
e; M 
ref 


llaceae; 


nckiacea 


ly XI. Incer 
ref 
ce 32963 
iraceae; Pse 
ref 
sequenc 


ridiales 


+ BL 
ref 


2378183 237964 


56 Peptoniphilus 


73 3297834 Pseud 


e 3297885 32993 


NR_025063.1 


NR_025062.1 


coplasma. 
NR_025061.1 


NR_024932.1 


tonella. 
NR_026466.1 
lla palustri 
ethylocella. 
NR_026358.1 


tae Sedis; P 
NR_026315.1 
° 
udobutyrivib 
NR_026314.1 
4 
autia. 
NR_026034.1 


3704598 3704559 1 40 gi 
FC4 16S ribosomal RNA, partial sequence 


219846433 


ref 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Methylocella palustris 
s Bacteria; 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 
2 Blautia 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


NR_026024.1 


Prosthecobacter 


3704351 3705819 Prosthecobacter fusiformis 


Prosthecobacter. 


258420 Bacteria_ 


debontii strain F 
Bacteria; Verruco 


258420 Bacteria_ 


vanneervenii stra 
Bacteria; Verruco 


258420 Bacteria_ 


fibrisolvens stra 
fibrisolvens Bact 


258420 Bacteria_ 


leopharyngis stra 
Teneric 


Bacteria; 
258420 Bacteria_ 


strain LX 16S rib 
Tenericutes; Moll 


258420 Bacteria_ 


strain PU 16S rib 
Tenericutes; Moll 


258420 Bacteria_ 
strain 17529 16S 


Tenericutes; Moll 


258420 Bacteria_ 


strain ATCC 25495 
Bacteria; Actinob 


Streptomyces. 

258420 Bacteria_ 
olivochromogenes 
olivochromogenes 


Streptomycetaceae 


258420 Bacteria_ 
strain B7319 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_ 


flavescens strain 
Bacteria; Actinob 


Microbacterium. 

258420 Bacteria_ 
synnemataformans 
synnemataformans 
Nocardiopsaceae; 
258420 Bacteria_ 


dassonvillei subs 


16S 3706117 3706078 1 40 gi 


16S 3707635 3707596 1 40 gi 


16S 3762849 3762822 1 28 gi 


eria; 
16S 


Firmicutes; Clostridia; 


3782374 3782347 1 28 gi 


16S 3785328 3785301 1 gi 
osomal RNA, partial sequence 37 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3786813 3786786 1 28 gi 
osomal RNA, partial sequence 37 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3856528 3856501 1 28 gi 
ribosomal RNA, partial sequence 38 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3920625 3920590 12 47 gi 
16S ribosomal RNA, complete sequence 


28 


16S 4201279 4201244 12 47 


gi 


; Streptomyces. 
16S 4202777 4202742 12 47 
ribosomal RNA, partial sequence 


gi 


16S 32158 32120 1 39 gi 


16S 42525 42487 1 39 gi 
strain IMMIB D-1215 16S ribosomal RNA, 


Nocardiopsis. 
16S 84811 
p- 


84773 1 39 gi 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 


in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 


in ATCC 19171 16S ribosomal RNA, parti 
Clostrid 


in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 


acteria; Actinobacteridae; Actinomycet 


strain DSM 40451 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


401 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinobacteria; Actinobacter 


dassonvillei strain IMRU 509 16S ri 


219846432 


robiales; 
219846431 
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robiales; 
219846390 
al 
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219846375 
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coplasma. 
219846373 
85096 37865 


219846372 
86577 37880 


219846324 
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ref 
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ref 
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Prosthecobacter 

ecobacter debontii 

eae; Prosthecobacter. 
Prosthecobacter 

ecobacter vanneervenii 

eae; Prosthecobacter. 
Butyrivibrio 

4 Butyrivibrio 

tyrivibrio. 
Mycoplasma 

asma leopharyngis 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
2 4202529 Streptomyces 


eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Microbacterium 
acterium flavescens 
obacteriaceae; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
258420 Bacteria_ 
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ulcerans Bacteria 
Corynebacteriacea 
258420 Bacteria_16S 
strain ST26 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
258420 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
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Microbacteriaceae 
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proteolyticus str 
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258420 Bacteria_16S 
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coprophilus Bacte 


Rhodococcus. 


258420 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; 


subsp. 
cremea subsp. 


Clost 
258420 Bacteria_16S 


Streptosporangineae; Nocardiopsaceae; 
16S TL7029 216983 1 47 gi 


, 
e; Corynebacterium. 

138316 138278 1 39 
ibosomal RNA, partial sequence 


gi 


139845 139807 1 39 
ibosomal RNA, partial sequence 


gi 


158111 158073 1 39 gi 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
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’ 


47 gi 
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245428 245382 1 47 


gi 
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257492 257446 1 
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gi 


Streptosporangineae; Thermomonosporaceae; Actinomadura. 


CTC 7910 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


n DSM 20754 16S ribosomal RNA, partial 


ain BT 16S ribosomal RNA, partial sequ 
Thermoa 


n CUB 687 16S ribosomal RNA, partial s 


Nocardiops 
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sequence 
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naerobacte 
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equence 


Actinomyc 


265678890 


complete sequence 257219 25873 
Thermoa 


naerobacte 
265678881 


is. 
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i 
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; Sa 
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7 Sa 
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rale 
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16781 11827 


1 Sanguibacter 


8 Sanguibacter 
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7 203611 Copro 


245166 24664 


NR_029292.1 
0 
Corynebacte 
NR_029278.1 


nguibacterac 
NR_029277.1 


nguibacterac 
NR_029265.1 
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NR_029236.1 
tc 
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Corynebacterium 
Corynebacterium 
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Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Microbacterium 
Microbacterium 
cineae; 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


Rhodococcus 
Rhodococcus 


cterineae; Nocardiaceae; 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 


NR_029187.1 
267723 


Actinomadura cremea 
269132 Actinomadura 


rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_16S 342635 342589 1 47 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

258420 Bacteria_16S 348656 348618 1 39 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

258420 Bacteria_16S 358922 358884 1 39 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
258420 Bacteria_16S 360468 360430 1 39 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

258420 Bacteria_16S 373858 373812 1 47 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

258420 Bacteria_16S 376961 376923 1 39 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

258420 Bacteria_16S 401500 401462 1 39 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

258420 Bacteria_16S 429388 429350 1 39 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

258420 Bacteria_16S 435600 435554 1 47 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

258420 Bacteria_16S 460108 460062 1 47 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

258420 Bacteria_16S 493850 493812 1 39 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

258420 Bacteria_16S 495355 495317 1 39 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 


gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Arthrobacter. 

258420 Bacteria_16S 551903 551857 1 47 gi|265678684|ref|NR_028989.1 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

258420 Bacteria_16S 564123 564085 1 39 gi|265678676|ref|NR_028981.1 
strain LV3 16S ribosomal RNA, partial sequence 563902 56532 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
258420 Bacteria_16S 585118 585072 1 47 gi|265678662|ref|NR_028967.1 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

258420 Bacteria_16S 635177 635139 1 39 gi| 265678627 |ref|NR_028932.1 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
258420 Bacteria_16S 636708 636670 1 39 gi|265678626|ref|NR_028931.1 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
258420 Bacteria_16S 653392 653346 1 47 gi|265678614|ref|NR_028919.1 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Calora 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacte 
258420 Bacteria_16S 674564 674526 1 39 gi| 265678599 |ref|NR_028904.1 


strain W16 16S ri 
Actinobacteria; A 


258420 Bacteria_16S 


bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
704632 704594 1 39 gi 


fe} 


674316 67581 


coccineae 


265678579 


; De 


0 Dermatophilus 


rmatophilace 


ref 


occineae; 
Corynebacterium 
bacterium aquilae 


orynebacteriaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Bacillus barbaricus 
us barbaricus Bacteria; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Caloranaerobacter 
naerobacter azorensis 
r. 

Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 


NR_028884.1 


Friedmanniella 


lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Friedmanniella. 


258420 Bacteria_16S 
strain gM-1 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
258420 Bacteria_16S 
VKM Ac-1800 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
258420 Bacteria_16S 
CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Actinomycet 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


258420 Bacteria_16S 


712047 712001 1 47 
ibosomal RNA, partial sequence 


gi 


755522 755484 1 39 
ibosomal RNA, partial sequence 


gi 


874429 874391 1 39 gi 


Streptosporangium. 
884969 884931 1 


eae; 


39 gi 


265678574 


711792 71330 
nebacterin 


265678542 


755262 75674 
ococcineae 


265678462 
uence 


265678454 


ref |NR_028879.1 
8 Mycobacterium 


Mycobacterium caprae 

caprae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 

ref|NR_028846.1| Agromyces albus strain 

7 Agromyces albus Bacteria; 

; Microbacteriaceae; Agromyces. 

ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 

ales; Streptosporangineae; 


, 


ref|NR_028756.1| Rathayibacter caricis 


strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 

258420 Bacteria_16S 968245 968199 1 47 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

258420 Bacteria_16S 1101848 1101810 1 39 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

258420 Bacteria_16S 1112552 11125141 39 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

258420 Bacteria_16S 1120132 1120086 1 47 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

258420 Bacteria_16S 1130676 1130638 1 39 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
258420 Bacteria_16S 1138272 1138234 1 39 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

258420 Bacteria_16S 1191196 1191166 1 31 gi|228715750|ref|NR_027538.1| Persephonella marina 
strain EX-H1l 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

258420 Bacteria_16S 1194298 1194268 1 31 gi|228715634|ref|NR_027536.1| Carboxydibrachium 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carboxydibrachium pacificum 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Carboxydibrachium. 

258420 Bacteria_16S 1209469 1209439 1 31 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 


DSM 14365 16S rib 
Bacteria; Proteob 


258420 Bacteria_16S 


strain Cal06 16S 


osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1216932 1216894 1 39 gi 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


258420 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


258420 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


258420 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


258420 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


258420 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


258420 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


258420 Bacteria_16S 


1233583 1233545 1 39 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
; Microbacterium. 

1290693 1290647 1 47 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 
1301202 1301164 1 


39 gi 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1304312 1304274 1 39 
ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1316487 1316449 1 39 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1324220 1324182 1 39 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1420912 1420874 1 39 


gi 


gi 


gi 


1209193 12106 


ales; Nann 
219878473 


1216681 12181 


ococcineae 
219878266 
ial sequen 
ae; Actino 


228720812 
e 12904 
tinomyceta 
219846639 


s; Thermoa 


219846460 


1304017 13055 


s; Thermoa 


228715851 


1316224 13177 


ales; Micr 
219878140 
sequence 
Thermoana 


224581444 


psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 


99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_025612.1| Arthrobacter bergerei 
48 Arthrobacter bergerei Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_025405.1| Microbacterium 

ce 1233340 1234817 Microbacterium 
mycetales; Micrococcineae; 


’ 


ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


Corynebacterium 
bacterium urealyticum 
rineae; 


ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_027540.1| Tropheryma whipplei 
07 Tropheryma whipplei str. Twist 
ococcineae; Tropheryma. 
ref|NR_025279.1| Caldicellulosiruptor 
1323941 1325448 Caldicellulosiruptor 
erobacterales; Thermoanaerobacterales 


ref|NR_027226.1] Arthrobacter 
1420664 1422164 Arthrobacter 


psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 
258420 Bacteria_16S 1487986 1487940 1 


subsp. rimosus strain JCM 4667 16S ribosomal RNA, 


gi 


compl 


219857134 


ref |NR_024762.1 


Streptomyces rimosus 


ete sequence 1487741 1489225 Streptomyces rimosus 


subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 1489529 1489483 1 


gi 


strain IBS G15036 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


258420 Bacteria_16S 1542352 1542306 1 


diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 154360 


gi 


diospyrosa Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; Actinokineospora. 
258420 Bacteria_16S 1555796 1555750 1 


paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 


gi 


paranensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
258420 Bacteria_16S 1557290 1557244 1 


terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 


gi 


terrestris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
258420 Bacteria_16S 1558784 1558738 1 


gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 


gi 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
258420 Bacteria_16S 1563206 1563160 1 


pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 


gi 


219846947 


219857374 


219846194 


219846193 


219846192 


219846103 


ref|NR_026539.1 


ref|NR_024962.1 


ref|NR_025784.1 
1555586 155703 


ref|NR_025783.1 
1557082 155852 


ref|NR_025782.1 
1558576 156000 


ref |NR_025693.1 
156296 


Corynebacterium durum 


1489276 1490698 Corynebacterium durum 


Actinokineospora 
6 Actinokineospora 


Actinomycetales; Pseudonocardineae; 


Kitasatospora 
1 Kitasatospora 


Actinomycetales; Streptomycineae; 


Kitasatospora 
5 Kitasatospora 


Actinomycetales; Streptomycineae; 


Kitasatospora 
4 Kitasatospora 


Actinomycetales; Streptomycineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 
258420 Bacteria_16S 1589080 1589034 1 


gi 


219878485 


ref |NR_025624.1 


Streptomyces catenulae 


strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_16S 1592176 1592130 1 


Streptomycinea 


gi 


219878483 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 


258420 Bacteria_16S 1593722 1593676 1 


chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 


Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 1595269 1595223 1 


2 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 1596817 15967711 


gi 


gi 


gi 


219878482 


19878481 


219878480 


Actinomycetales; Strepto 


ref |NR_025622.1 
sequence 159193 


ref |NR_025621.1 
159348 


ref |NR_025620.1 
1595032 159652 


ref|NR_025619.1 


e; Streptomycetaceae; Streptomyces. 


Streptomyces rimosus 
9 1593434 Streptomyces 


Actinobacteridae; Actinomycetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_16S 1598365 1598319 1 


Streptomycineae; Streptomyceta 


gi 


olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 


Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 1599913 1599867 1 


strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_16S 1603020 1602982 1 


gi 


gi 


219878479 


219878478 


219878475 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 


Brevibacterium. 


258420 Bacteria_16S 1604566 1604528 1 


strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 


258420 Bacteria_16S 1606107 1606069 1 


gi 


gi 


219878474 


219878472 


arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 


Arthrobacter. 


258420 Bacteria_16S 1639214 1639176 1 


strain SNG49 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_16S 1662215 1662169 1 


gi 


1638983 16404 


gi 


219878450 


219878433 


philippinense strain A 80407 16S ribosomal RNA, partial sequence 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Kibdelosporangium. 


partial sequence 159812 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_025618.1 


ref|NR_025617.1 


ref|NR_025614.1 
1602772 160426 


ref|NR_025613.1 


ref|NR_025611.1 
1605856 160731 


ref|NR_025589.1 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


73 Streptomyces violens Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Brevibacterium 

4 Brevibacterium 

eae; Brevibacteriaceae; 


Arthrobacter mysorens 


05 Arthrobacter mysorens Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Nocardiopsis aegyptia 


69 Nocardiopsis aegyptia Bacteria; 
Streptosporangineae; Nocardiop 


saceae; Nocardiopsis. 


ref|NR_025572.1 
1661967 166345 


Kibdelosporangium 
6 Kibdelosporangium 


258420 Bacteria_16S 1665279 1665233 1 47 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
258420 Bacteria_16S 1675871 1675825 1 47 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
258420 Bacteria_16S 1677388 1677342 1 47 gi| 219878423 |ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
258420 Bacteria_16S 1678909 1678863 1 47 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
258420 Bacteria_16S 1697322 1697284 1 39 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
258420 Bacteria_16S 1743072 1743034 1 39 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 
258420 Bacteria_16S 1746112 1746074 1 39 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
258420 Bacteria_16S 1770320 1770274 1 47 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


258420 Bacteria_16S 1780923 1780885 1 39 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 

258420 Bacteria_16S 1811283 1811245 1 39 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 


Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
258420 Bacteria_16S 1818960 1818922 1 39 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
258420 Bacteria_16S 1820485 1820447 1 39 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 
258420 Bacteria_16S 1858460 1858414 1 47 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
258420 Bacteria_16S 1873793 1873755 1 39 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
258420 Bacteria_16S 1876752 1876714 1 39 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
258420 Bacteria_16S 1925433 1925387 1 47 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
258420 Bacteria_16S 1948316 1948278 1 39 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
258420 Bacteria_16S 1952878 1952832 1 47 gi| 219878226 |ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
258420 Bacteria_16S 1957323 1957285 1 39 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


258420 Bacteria_16S 
strain 581 
Firmicutes; 
258420 Bacteria_16S 


Streptomycetaceae; 
258420 Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_16S 


strain P-1 16S ribosomal 
Clostridia; 


Firmicutes; 
258420 Bacteria_16S 
pinnipedii strain 


258420 Bacteria_16S 
africanum strain 
africanum Bacteria; 
Mycobacteriaceae; 
258420 Bacteria_16S 
strain ATCC 19422 


258420 Bacteria_16S 
strain NRCM 00-25 


258420 Bacteria_16S 


Bacillales; 


6482 1 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


ATCC 25 
Acti 
Mycoba 


1973904 1973858 1 


2065757 2065719 1 


2108531 2108485 1 


Clostridiales; 
2111610 2111564 1 


2128282 2128236 1 
420 16S 


2134282 21342361 


2217512 2217466 1 


2247880 2247834 1 


47 


16S ribosomal RNA, partial sequence 

Planococcaceae; 
2055150 2055116 12 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


46 


39 


47 


RNA, partial sequence 


gi 


1973642 19751 
Marinibacillus. 


gi 


gi 


gi 


2108290 21097 
Clostridium. 


Clostridiaceae; 


47 


47 


47 


47 


47 


gi 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


gi 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium tuberculosis complex. 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium; Mycobacterium tuberculosis complex. 


gi 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


219878212 


219878154 


219878146 


219873437 


219857660 


219857649 
sequence 


219857645 


219857587 


219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
258420 Bacteria_16S 


2252468 2252430 1 


39 


strain KS9 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_16S 


2261759 22617211 


39 


gi 


2252243 22536 
Streptosporangineae; 


gi 


219857564 


219857558 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 


hydrogeniphilum Bacteria; 


Thermodesulfobacterium. 


258420 Bacteria_16S 


2346550 2346512 1 


Thermodesulfobacteria; 


39 


gi 


219857496 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


258420 Bacteria_16S 


yonseiensis strain KBl1 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicutes; 
258420 Bacteria_16S 


2387567 2387537 1 


Clostridia; 
2401156 2401118 1 


31 


39 


gi 


gi 


219857468 


219857459 


kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; 
258420 Bacteria_16S 


Nocardiopsis. 


2421267 24212211 


47 


gi 


219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
258420 Bacteria_16S 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequen 
olivapovliticus Bacteria; 


258420 Bacteria_16S 


psychrolactophilus strain B7 16S ribosomal RNA, partial 
psychrolactophilus Bacteria; Actinobacteria; Actinobact 


2448429 2448383 1 


Firmicutes; 
2454563 2454525 1 


Micrococcaceae; Arthrobacter. 


258420 Bacteria_16S 
strain VKM Ac-942 


Nocardiopsis. 
258420 Bacteria_16S 
capsulata strain 


Nocardioidaceae; 
258420 Bacteria_16S 


albus strain JL 83 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 


2510317 2510279 1 


2534563 2534525 1 


2552111 2552065 1 


47 


39 


39 


39 


47 


gi 


Lactobacillales; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


complete sequence 


219857420 


219857415 
sequence 


219857370 


219857354 


Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Friedmanniella. 


219857342 


Actin 
20655 


Micr 


21113 
Cory 


inomycet 


21340 
Cory 


22172 


23873 
Thermoanaer 


25100 
Streptos 


ref 


ref 


ref 


ref 


ref 


ref 
2 


ref 


ref 


ref 


Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


omycetales; 


Ococ 


81 2112761 Mycob 
nebacterineae; 


128040 21294 
ales; 


40 2135523 Mycob 
nebacterineae; 


72 2218741 Mycob 


96 Nocardiopsis 


2261503 22629 
Thermodesulfobacteri 


2346319 23477 
Actinomycetales; 


07 2388807 Thermo 


2400924 24023 
Actinomycetal 


2421026 24225 
Actinomyce 


ce 2448175 24496 
Carnobacteriac 


2454319 24557 
eridae; Actino 


68 2511541 Nocard 


2534307 25357 


NR_025351.1 


NR_025293.1 


NR_025285.1 


NR_026099.2 


NR_025249.1 


NR_025238.1 
7 


NR_025234.1 


NR_025175.1 


Mycobacteri 


NR_025152.1 


Nocardiop 
NR_025146.1 
9 
Thermo 


ales; 


NR_025084.1 
7 
Microc 


NR_025056.1 


obacteraceae 
NR_025047.1 
7 
es; Streptos 
NR_025033.1 
0 
tales; Coryn 
NR_025008.1 
8 
eae; Alkalib 
NR_025003.1 
3 
mycetales; M 
NR_024958.1 
porangineae; 


NR_024942.1 
8 
; Propioniba 


ref 


205497 
Streptomycineae; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Streptomyces 
0 2056387 Streptomyces 


Micrococcus 


12 2067008 Micrococcus antarcticus 
cineae; Micrococcaceae; 


Micrococcus. 
Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Mycobacterium 


acterium pinnipedii 
Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Mycobacterium microti 


acterium microti 
Mycobacteriaceae; 


Mycobacterium lacus 


acterium lacus Bacteria; 


aceae; Mycobacterium. 
Streptomyces 
2 Streptomyces 


Streptomycineae; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Thermoanaerobacter 

anaerobacter yonseiensis 

; Thermoanaerobacter. 
Nocardiopsis 

2 Nocardiopsis 

porangineae; 


Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Arthrobacter 

2 Arthrobacter 
icrococcineae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


NR_024930.1 


Str 


Streptacidiphilus 


2551853 2553362 Streptacidiphilus albus 
Streptomycineae; 


eptomycetaceae; 


258420 Bacteria_16S 2587534 2587496 1 39 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
258420 Bacteria_16S 2612169 2612123 1 47 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
258420 Bacteria_16S 2656430 2656392 1 39 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
258420 Bacteria_16S 2687935 2687889 1 47 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

258420 Bacteria_16S 2747783 2747745 1 39 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

258420 Bacteria_16S 2771845 2771799 1 47 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 2776455 2776409 1 47 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 2783921 2783883 1 39 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 


258420 Bacteria_16S 2814009 2813971 1 39 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
258420 Bacteria_16S 2838217 2838179 1 39 gi|219856898|ref|NR_024717.1| Agromyces bracchium 


strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
258420 Bacteria_16S 2839779 2839741 1 39 gi|219856897|ref|NR_024716.1| Agromyces luteolus 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


258420 Bacteria_16S 2893796 2893758 1 39 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

258420 Bacteria_16S 2895291 2895253 1 39 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

258420 Bacteria_16S 2896785 2896747 1 39 gi|219856858|ref|NR_024677.1| Mycetocola 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 
258420 Bacteria_16S 2901323 2901285 1 39 gi|219856855|ref|NR_024674.1| Leucobacter albus 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
258420 Bacteria_16S 2955933 2955895 1 39 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
258420 Bacteria_16S 2957392 2957354 1 39 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
258420 Bacteria_16S 2958852 2958814 1 39 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
258420 Bacteria_16S 2969579 2969541 1 39 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
258420 Bacteria_16S 2978748 2978702 1 47 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


258420 Bacteria_16S 


strain 10.268-1 1 


Nocardioidaceae; 


258420 Bacteria_16S 
HKI 0125 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


hortensis strain 


hortensis Bacteri 
Intrasporangiacea 
258420 Bacteria_16S 
train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteri 


esteraromaticum s 


esteraromaticum B 
Microbacteriaceae; 
258420 Bacteria_16S 
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confusum Bacteria 


Corynebacteriacea 


258420 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


258420 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


258420 Bacteria_16S 


strain DSM 11140 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
258420 Bacteria_16S 3252613 3252575 1 39 gi|219846752|ref|NR_026344.1 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 32538 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

258420 Bacteria_16S 3255603 3255565 1 39 gi|219846750|ref|NR_026342.1 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 325683 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 

258420 Bacteria_16S 3258628 3258590 1 39 gi|219846748|ref|NR_026340.1 


strain DSM 43377 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


258420 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
258420 Bacteria_16S 
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3114855 3114817 1 39 gi 
DMMZ 1710 16S ribosomal RNA, partial s 


3147882 3147836 1 47 


gi 


3225393 3225355 1 39 gi 


Streptosporangineae; Nocardiopsaceae; 

3371232 33711941 39 gi 
43023 16S ribosomal RNA, partial seque 
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Bacteria; Actinob 
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258420 Bacteria_16S 
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258420 Bacteria_16S 
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258420 Bacteria_16S 


No 


nc 
al 


oc 


en 
al 


oc 


al 
e; 


oc 


oc 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
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Actinomycet 


ref 


7 Mi 
ref 


occineae 


occineae; Mi 


219846598 


ref 


3011945 30134 
etal 


3045360 30468 
ales 


ce 3067998 30694 


omyc 


114620 31160 


42 3149116 Coryn 
neba 


56 Nocardiopsis 


99 3372445 Strep 


98 3396650 Promi 


13 Arthrobacter 


e 3458220 34596 
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Cc 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
a 


e; Nocardia. 

Marmoricola 
1 Marmoricola 
bacterineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Corynebacterium 
1 Corynebacterium 
rineae; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Corynebacterium 
bacterium falsenii 


orynebacteriaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Actinomadura kijaniata 


26 Actinomadura kijaniata Bacteria; 


osporaceae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


micromonosporaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter pascens 


79 Arthrobacter pascens Bacteria; 


, 


Arthrobacter. 


NR_026190.1 


Arthrobacter 


3465830 3467301 Arthrobacter 


nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


258420 Bacteria_16S 
crystallopoietes 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 

258420 Bacteria_16S 3470651 3470613 1 39 gi 
globiformis strain DSM 20124 16S ribosomal RNA, partial 
globiformis Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
258420 Bacteria_16S 3476746 3476700 1 47 gi|219846591 
marinonascens strain DSM 43752 16S ribosomal RNA, partial 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiaceae; Rhodococcus. 
258420 Bacteria_16S 3503866 3503828 1 39 gi| 219846573 
strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
258420 Bacteria_16S 3506915 3506877 1 39 gi|219846571 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 


3467607 3467569 1 39 gi| 219846597 


219846595 
sequence 


strain DSM 20117 16S ribosomal RNA, partial sequence 
Actinomycetales; 


Actinomycetales; 


sequence 3476498 3 
Actinomycetales; 


ref|NR_026189.1] Arthrobacter 
3467352 3468823 Arthrobacter 


Micrococcineae; 


Arthrobacter 
62 Arthrobacter 
Micrococcineae; Micrococcaceae; 
ref Rhodococcus 
1 Rhodococcus 
Corynebacterineae; 


ref|NR_026165.1] Agromyces ramosus 
04 Agromyces ramosus Bacteria; 

; Microbacteriaceae; Agromyces. 
NR_026163.1| Microbacterium 
508141 Microbacterium 


testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 

258420 Bacteria_16S 3508436 3508398 1 39 gi| 219846570 

liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 
7 


liquefaciens Bacteria; Actinobacteria; Actinobacteridae 
Microbacteriaceae; Microbacterium. 
258420 Bacteria_16S 3509958 3509920 1 39 gi|219846569 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Microbacterium 
3508192 3509665 Microbacterium 
Micrococcineae; 


Microbacterium 
5 Microbacterium 


imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 
258420 Bacteria_16S 3513002 3512964 1 39 gi| 219846567 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
258420 Bacteria_16S 3514526 3514488 1 39 gi| 219846566 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
258420 Bacteria_16S 3516048 3516010 1 39 gi| 219846565 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
258420 Bacteria_16S 3517570 3517532 1 39 gi|219846564 
strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
258420 Bacteria_16S 3640914 3640868 1 47 gi| 219846478 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 

258420 Bacteria_16S 3642439 3642393 1 47 gi 
mediocidica strain IFO 14789 16S ribosomal RNA, partial 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 


219846477 
sequence 


33 Rathayibacter 


54 Rathayibacter 


Actinomycetales; 


Actinomycetales; 


ref|NR_026159.1| Rathayibacter rathayi 
rathayi Bacteria; 

; Microbacteriaceae; Rathayibacter. 
ref|NR_026158.1| Rathayibacter tritici 
tritici Bacteria; 

; Microbacteriaceae; Rathayibacter. 


ref|NR_026157.1| Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


; Microbacteriaceae; Curtobacterium. 
ref|NR_026156.1| Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


; Microbacteriaceae; Curtobacterium. 

ref|NR_026070.1| Kitasatospora 
3640656 3642130 Kitasatospora 

Streptomycineae; 


ref|NR_026069.1| Kitasatospora 
3642181 3643662 Kitasatospora 
Streptomycineae; 


258420 Bacteria_16S 


strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_16S 


3643971 3643925 1 


3851973 3851927 1 


47 


47 


gi|219846476 


gi| 219846327 


cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 


cellulolyticus Bacteria; 


258420 Bacteria_16S 


Firmicutes; 
3902554 3902508 1 


Clostridia; 


47 


Clostridiales; 
gi|219846293 


3643713 3645193 Kitasatospora 
Streptomycineae; 


Ruminococcaceae; 


ref|NR_026068.1 
Streptomyceta 
ref|NR_025917.1 

3851732 385319 


ref|NR_025883.1 


Kitasatospora azatica 
azatica Bacteria; 

ceae; Kitasatospora. 
Acetivibrio 

5 Acetivibrio 
Acetivibrio. 
Cryptosporangium arvum 


strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
258420 Bacteria_16S 4011365 4011327 1 39 gi|219846215 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 40125 
Actinobacteria; Actinobacteridae; Actinomycetales; 
258420 Bacteria_16S 4023455 4023417 1 39 
strain 20-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
258420 Bacteria_16S 4058230 4058192 1 39 


gi|219846207 
4023267 40246 


gi|219846181 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 40594 
Actinomycetales; 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Citricoccus. 

258420 Bacteria_16S 4071817 4071779 1 39 gi 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial 
saccharolytica Bacteria; Firmicutes; Clostridia; 
Soehngenia. 
258420 Bacteria_16S 4112665 4112627 1 39 gi|219846142 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 


219846171 
sequence 
Clostridiales; 


Clostridiales Family XI. 


83 Cryptosporangium arvum Bacteria; 
Cryptosporangiaceae; Cryptosporangium. 


ref|NR_025805.1| Janibacter melonis 


97 Janibacter melonis Bacteria; 
Micrococcineae; 


Janibacter. 
Agromyces salentinus 


Intrasporangiaceae; 
ref|NR_025797.1 


47 Agromyces salentinus Bacteria; 
Micrococcineae; 


Microbacteriaceae; 
ref|NR_025771.1| Citricoccus 
48 Citricoccus 
Micrococcineae; 


Agromyces. 


ref|NR_025761.1| Soehngenia 
4071551 4073044 Soehngenia 
Incertae Sedis; 


ref|NR_025732.1| Brevibacterium 
4112427 4113885 Brevibacterium 


permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 
258420 Bacteria_16S 
strain W4937 16S 


4115572 4115526 1 


258420 Bacteria_16S 
campisalis strain 
Bacteria; Firmicutes; 
258420 Bacteria_16S 


4130840 41307941 


Bacillales; 
4216544 4216506 1 


47 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


47 


SF-57 16S ribosomal RNA, partial sequ 
Planococcaceae; 


39 


Marin 


gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
4115405 4116807 Rhodococcus gordoniae Bacteria; 
nebacterineae; Nocardiaceae; Rhodococcus. 
gi|219846126|ref|NR_025716.1| Marinibacillus 
ence 4130588 4132093 Marinibacillus campisalis 
ibacillus. 
gi|219846063|ref|NR_025653.1| Nocardiopsis 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 
258420 Bacteria_16S 124608 124575 1 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitr 


258420 Bacteria_16S 148766 148733 1 


34 


34 


strain PCL 16S ribosomal RNA, partial sequence 


Fusobacteria. 


258420 Bacteria_16S 620000 619963 1 


hydrogeniphilus strain AM1116 16S ribosomal RNA, partia 


38 


Actinomycetales; 
gi| 265678979 |ref|NR_029287.1 
sequence 124349 125867 


gi| 265678963 


148511 15001 


gi| 265678638 


hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


258420 Bacteria_16S 868587 868554 1 
trevisanii strain 'WeeTee' 
trevisanii Bacteria; 
258420 Bacteria_16S 


Fusobacteria; 
1768804 1768767 1 


34 


1999 16S ribosomal RNA, part 
Fusobacteriales; 


38 


strain 525 16S ribosomal RNA, partial sequence 


Proteobacteria; 
258420 Bacteria_16S 
strain IL371 16S 


2389093 2389056 1 


258420 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; 
258420 Bacteria_16S 

strain DSM 1785 1 
Firmicutes; Clostridia; 
258420 Bacteria_16S 69896 


2739063 2739030 1 


Clostridia; 
3500902 3500861 1 


Clostridiales; 
69872 


38 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


34 


Na82 16S ribosomal RNA, partial sequence 


Fus 


gi| 265678466 


gi|219878358 


1768558 17700 
Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


gi| 219857467 


2388858 23902 


gi|219857161 


6S ribosomal RNA, partial sequence 3500724 35020 


succinivorans strain S1-1 16S ribosomal RNA, partial sequence 


succinivorans Bacteria; Firmicutes; 
258420 Bacteria_16S 72987 72947 


asaccharolytica strain 580 16S ribosomal RNA, partial sequence 


asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Pseudonocardia. 

258420 Bacteria_16S 100120 100080 1 
strain SL-4 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; 
258420 Bacteria_16S 103207 103167 1 
strain IMMIB D-1321 16S ribosomal RNA, 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Tsukamurella. 
258420 Bacteria_16S 
conspicuum strain 


107715 107675 1 


Mycobacteriaceae; Mycobacterium. 
258420 Bacteria_16S 150346 150306 1 


41 


41 


strain W6 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
258420 Bacteria_16S 


Clostridiales; 
159630 159594 1 


Clostridiaceae; 


37 


gi| 265678990 


3895/92 16S ribosomal RNA, partial sequence 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; 


gi| 265678962 


150066 15156 
Clostridium. 


gi| 265678956 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 


helvolus Bacteria; 
Pseudoclavibacter. 


258420 Bacteria_16S 161118 161078 1 


Actinobacteria; Actinobacteridae; Ac 


41 


gi|265678955 


intestinale strain Catt39 16S ribosomal RNA, partial sequence 


intestinale Bacteria; 
258420 Bacteria_16S 


Firmicutes; 
180836 180796 1 


proteolyticum strain CG 16S ribosomal RNA, partial sequ 
Clostridiales; 


Bacteria; Firmicutes; 
258420 Bacteria_16S 


Clostridia; 
187063 187023 1 


Clostridia; 


41 


41 


Clostridiales; 


gi| 265678942 


gi| 265678938 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 


collagenovorans Bacteria; Firmicutes; 
258420 Bacteria_16S 197646 197606 1 


Clostridia; 


41 


Clostridiales; 


gi| 265678931 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 


chartatabidum Bacteria; Firmicutes; 


Clostridia; 


Clostridiales; 


ospiraceae; 


1 sequence 


ial sequen 
obacteriaceae; 


27388 


ence 18057 
Clostridiaceae; 


ref 


ref 


ref 


ref 


Corynebacterineae; 


ref 


ref 


ref 


ref 


ref 


Clos 
ref 


Clos 
ref 


4216320 42177 


Nitrospira. 


107522 10891 
Actinomycetales; 


160899 16228 
Clostridiaceae; 


4 182073 Clostr 


186799 18829 


NR_029271.1 


NR_025497.1 


NR_025055.1 


NR_024789.1 


Thermoanaerobacterales; Thermodesulfobiaceae; 
42 gi|219846575|ref|NR_026167.1 
Clostridiaceae; Clostridium. 
1 25 gi| 265679017 |ref|NR_029325.1 
69637 71125 
Clostridia; Clostridiales; Veillonellaceae; § 
At 41 gi| 265679015 |ref|NR_029323.1 
72731 74244 
Actinomycetales; Pseu 
41 gi| 265678996 |ref|NR_029304.1 
complete sequence 99832 101390 Halobacillus 
Halobacillus. 
41 gi|265678994|ref|NR_029302.1 
partial sequence 102976 104435 Tsuka 


AL 


NR_029298.1 
7 
Corynebac 


NR_029270.1 


NR_029264.1 


159387 160848 
tinomycetales; 


Micrococcin 


NR_029263.1 
3 
Clos 
NR_029250.1 


tridium. 
NR_029246.1 
8 
tridiaceae; 


7 


2 Nocardiopsis 


Streptosporangineae; 


Nitrospira 
Nitrospira 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


ref |NR_028943.1| Caminibacter 

619766 621178 Caminibacter 
Nautiliales; Nautiliaceae; Caminibacter. 
ref|NR_028769.1| Leptotrichia 
ce 868327 869787 Leptotrichia 


Leptotrichia. 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 
Nautilia. 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Thermodesulfobium 


10 2740172 Thermodesulfobium narugense 
Thermodesulfobium. 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Schwartzia 
Schwartzia 
chwartzia. 
Pseudonocardia 
Pseudonocardia 
donocardineae; 


Halobacillus litoralis 


litoralis Bacteria; 


Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 
Mycobacterium 
Mycobacterium 


terineae; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Clostridium 
Clostridium 
tridium. 
Clostridium 

idium proteolyticum 


Clostridium 
Clostridium 
Clostridium. 


NR_029239.1 


Clostridium 


197405 198934 Clostridium 


Clostridiaceae; 


el 


ostridium. 


258420 Bacteria_16S 219453 219413 1 41 gi| 265678916 |ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

258420 Bacteria_16S 220906 220866 1 41 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

258420 Bacteria_16S 226897 226857 1 41 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

258420 Bacteria_16S 228403 228363 1 41 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
258420 Bacteria_16S 242373 242345 13 41 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

258420 Bacteria_16S 398364 398324 1 41 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

258420 Bacteria_16S 417051 417011 1 41 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
258420 Bacteria_16S 452496 452456 1 41 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 


258420 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


258420 Bacteria_16S 


brisbanense strai 


brisbanense Bacte 


Mycobacteriaceae; 


258420 Bacteria_16S 


boenickei strain 


Bacteria; Actinob 


Mycobacterium. 


258420 Bacteria_16S 
contaminans strai 
contaminans Bacte 
258420 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


258420 Bacteria_16S 


IMMIB R-145 16S r 


258420 Bacteria_16S 


strain ID131577 1 
Actinobacteria; 


strain 3wC2 16S r 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

258420 Bacteria_16S 606188 606148 1 41 gi| 265678647 |ref|NR_028952.1 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceano 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

258420 Bacteria_16S 610805 610765 1 41 gi|265678644|ref|NR_028949.1 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
258420 Bacteria_16S 624472 624432 1 41 gi|265678635|ref|NR_028940.1 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; 
258420 Bacteria_16S 


strain CMS90 16S 


silvestris strain 
silvestris Bacter 


258420 Bacteria_16S 


Rubrobacteridae; 
258420 Bacteria_16S 


454094 454054 1 
S ribosomal RNA, 


41 


525877 525837 1 41 


Firmicutes; Bacillales; 
531933 531893 1 


ria; 
41 


lales; Bacillaceae; Bacillus. 
544167 544127 1 41 
ibosomal RNA, partial sequence 


567124 567084 1 41 


589606 589566 1 41 
ibosomal RNA, partial sequence 


646034 646006 11 39 


730564 730524 1 41 


Firmicutes; Bacillales; 
776989 776949 1 


ia; 


41 


complete sequence 


S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
258420 Bacteria_16S 


gi 


acteria; Actinobacteridae; Actinomycet 


gi 


n R-16222 16S ribosomal RNA, partial s 
Bacillace 


gi 


gi 


265678751 


453819 45536 


ales; 


265678701 
equence 


265678697 


531745 53318 


265678689 


543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


Cc 
gi 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


265678659 


589361 59079 


Cory 
gi 


265678620 


645783 64725 


Micr 
gi 


gi 


265678561 


HR3-23 16S ribosomal RNA, partial sequence 
Planococca 


ceae; Soli 
265678528 


paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; Gor 


donia. 


ref|NR_029056.1 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Cory 


ae; Anoxyb 


nebacterin 


onexibacte 


nebacterin 


ococcineae 


nebacterineae; M 


ref|NR_029006.1 
525601 527141 

acillus. 

ref |NR_029002.1 


ref|NR_028994.1 


Nocardiacea 
NR_028979.1 


eae; 
ref 


race 
ref 


ae; Conexiba 
NR_028964.1 


Mycobacteri 
NR_028925.1 


eae; 
ref 
; Micrococcaceae 
ref|NR_028865.1 
730321 731827 
bacillus. 


lales; Macrococcus. 

478333 478293 1 41 gi|265678732|ref|NR_029037.1| Mycobacterium 
n W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

479882 479842 1 41 gi|265678731|ref|NR_029036.1| Mycobacterium 
W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 


ycobacteriaceae; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Conexibacter woesei 


3  Conexibacter woesei Bacteria; 


cter. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Oceanobacillus 
bacillus picturae 


Lactobacillus 
Lactobacillus 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Arthrobacter roseus 


9 Arthrobacter roseus Bacteria; 


v 


Arthrobacter. 
Solibacillus 
Solibacillus 


ref|NR_028832.1 
776745 778221 


Gordonia 
Gordonia 


258420 Bacteria_16S 


839718 839678 1 


strain U 16S ribosomal RNA, partial sequence 839468 


Bacillales; Bacil 


258420 Bacteria_16S 


laceae; Geobacillus. 
862428 862404 1 


strain W1219 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


258420 Bacteria_16S 
6S ribosomal RNA, partial sequence 877138 87856 


strain AS4.0578 1 


877379 877339 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


258420 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


258420 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


258420 Bacteria_16S 


pretiosum subsp. 


Actinosynnema pretiosum 
ocardineae; Actinosynnemataceae 


Actinomycetales; 


258420 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinoba 
258420 Bacteria_16S 


880386 880346 1 
37 16S ribosomal RNA, pa 


912589 912549 1 
train N 
acteria; 
ae; Lechevalieria. 
914147 914107 1 
um strain C-15003 


pretios 


Pseudon 
917298 917258 1 


ibosomal RNA, partial se 


918863 918823 1 


subsp. pretiosu 


cteridae; Actinomycetales; 


strain 213E 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
258420 Bacteria_16S 


931164 931140 1 


acteria; Actinobacteridae; Actinomycet 


RRL B-3298 16S ribosomal RNA, p 
Actinobacteria; Actinobacteri 


algidixylanolyticum strain SPL73 16S ribosomal RNA, par 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; C 


258420 Bacteria_16S 
s strain $1812 16S ribosomal RNA, part 


caldoxylosilyticu 
caldoxylosilyticu 


258420 Bacteria_16S 


strain IFM 10035 


957526 957486 1 


s Bacteria; Firmicutes; 
1038577 1038537 1 


16S ribosomal RNA, partial sequence 1038318 10398 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


258420 Bacteria_16S 


strain IFM 0784 1 


1040086 1040046 1 


6S ribosomal RNA, partial sequence 1039882 10413 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


258420 Bacteria_16S 
6S ribosomal RNA, partial sequence 1041385 10428 


strain IFM 0575 1 


1041624 1041584 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


258420 Bacteria_16S 


strain IFM 10084 


1043184 1043144 1 


16S ribosomal RNA, partial sequence 1042934 10444 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


258420 Bacteria_16S 


strain YZ-96 16S 


1044740 1044700 1 
ribosomal RNA, partial s 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


258420 Bacteria_16S 


strain IFM 0245 1 


1052315 1052275 1 


6S ribosomal RNA, partial sequence 1052113 10535 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


258420 Bacteria_16S 
n 015-7 16S ribosomal RNA, partial seq 


ryukyuensis strai 
ryukyuensis Bacte 


258420 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


258420 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


258420 Bacteria_16S 
CECT 5990 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Actinomycet 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


258420 Bacteria_16S 


CMS 81 16S riboso: 


1055314 1055274 1 


Firmicutes; Bacilla 
1074861 1074821 1 


ria; 


dococcus. 

1086804 1086764 1 

1 RNA, complete sequence 
laceae; Bacillus. 
1133703 1133663 1 


e; Corynebacterium. 
1136710 1136682 11 
mal RNA, complete sequen 


ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


Actinobacteridae; Actinomycetales; Micrococcineae; Micr 


258420 Bacteria_16S 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 


1235097 1235057 1 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


ctinosynnemataceae; 
Lechevalieria 
913840 Lechevalieria 
donocardineae; 
Actinosynnema 


913891 915394 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 


Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Clostridium 
932385 Clostridium 
ae; Clostridium. 
Geobacillus 


Geobacillus 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Paraliobacillus 
2 Paraliobacillus 


Rhodococcus 
5 Rhodococcus 
bacterineae; 
Bacillus akibai strain 
ria; Firmicutes; 

Corynebacterium 
1 Corynebacterium 
erineae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


41 gi| 265678486 |ref|NR_028789.1 
840930 Geobacillus uzenensis 
25 gi|265678470|ref|NR_028773.1 
862181 86365 
elotrichaceae; Bulleidia. 
41 gi|265678460|ref|NR_028763.1 
donocardineae; Actinosynne 
41 gi| 265678458 |ref|NR_028760.1 
rtial sequence 880129 881579 Lentze 
ales; Pseudonocardineae; A 
41 gi|265678436|ref|NR_028738.1 
artial sequence 912332 
dae; Actinomycetales; Pseu 
41 gi| 265678435 |ref|NR_028737.1 
16S ribosomal RNA, partial sequence 
m Bacteria; Actinobacteria; Actinobacteridae; 
; Actinosynnema. 
41 gi| 265678433 |ref|NR_028735.1 
quence 917039 91855 
Corynebacterineae; Gordoniacea 
41 gi| 265678432 |ref|NR_028734.1 
918602 92011 
Corynebacterineae; Gordoniacea 
25 gi|265678424|ref|NR_028726.1 
tial sequence 930884 
lostridiales; Clostridiace 
41 gi| 265678406 |ref|NR_028708.1 
ial sequence 957258 958773 
Bacillales; Bacillaceae; Geobacillus. 
41 gi|265678352|ref|NR_028654.1 
nebacterineae; Nocardiacea 
41 gi|265678351|ref|NR_028653.1 
nebacterineae; Nocardiacea 
41 gi|265678350|ref|NR_028652.1 
nebacterineae; Nocardiacea 
41 gi| 265678349 |ref|NR_028651.1 
nebacterineae; Nocardiacea 
41 gi| 265678348 |ref|NR_028650.1 
equence 1044481 10459 
nebacterineae; Nocardiacea 
41 gi|265678342|ref|NR_028644.1 
nebacterineae; Nocardiacea 
41 gi|265678340|ref|NR_028642.1 
uence 1055053 105655 
les; Bacillaceae; Paraliobacillus. 
41 gi| 265678327 |ref|NR_028629.1 
uence 1074605 107593 
e; Actinomycetales; Coryne 
41 gi|265678318|ref|NR_028620.1 
1086532 1088056 Bacillus akibai Bacte 
41 gi| 253680767 |ref|NR_028015.1 
equence 1133500 113488 
ales; Corynebact 
39 gi| 253680765 |ref|NR_028013.1 
ce 1136447 1137959 Leifsonia aurea Bacte 
obacteriaceae; Leifsonia. 
41 gi|219878254|ref|NR_025393.1 


123486 


Mycobacterium 
8 1236341 Mycobacterium 


frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


258420 Bacteria_16S 1250142 1250102 1 41 gi|219857412|ref|NR_025000.1 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

258420 Bacteria_16S 1265143 1265103 1 41 gi|219846539|ref|NR_026131.1 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

258420 Bacteria_16S 1296646 1296606 1 41 gi|219857534|ref|NR_025122.1 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 12978 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

258420 Bacteria_16S 1314919 1314879 1 41 gi| 228716557 |ref|NR_027552.1 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 131617 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

258420 Bacteria_16S 1350236 1350196 1 41 gi|228720546|ref|NR_027594.1 


DSM 43247 16S rib 
Bacteria; Actinob 
258420 Bacteria_16S 
cellulovorans str 
cellulovorans 743 
258420 Bacteria_16S 
strain TMO 16S ri 
Thermotogae; Ther 
258420 Bacteria_16S 
strain LM 036 16S 


258420 Bacteria_16S 
subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 
258420 Bacteria_16S 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Clostridiales; 


WM1 Bacteria; Fir 
258420 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
258420 Bacteria_16S 
strain 34hsl1 16S 
Firmicutes; Bacil 
258420 Bacteria_16S 
pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 
258420 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
258420 Bacteria_16S 
strain NRRL B-162 


258420 Bacteria_16S 
ayderensis strain 
Bacteria; Firmicutes; 
258420 Bacteria_16S 

canariasense stra 
canariasense Bact 
Mycobacteriaceae; 
258420 Bacteria_16S 
kestanbolensis st 
kestanbolensis Ba 
258420 Bacteria_16S 
strain MK27-91F2 


258420 Bacteria_16S 
strain JCM 9114 1 


258420 Bacteria_16S 
LMG 22167 16S rib 
Bacillales; Bacil 
258420 Bacteria_16S 


R-16300 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 


B Bacteria; 


micutes; 


lales; 


cteria; 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1356241 1356201 1 


Firmicutes; 
1393804 1393764 1 


bosomal RNA, partial sequence 
motogales; 


Thermotogaceae; 
1439488 1439448 1 


1475705 1475665 1 


1491017 1490993 1 


Clostridia; 


1508955 1508915 1 


1513403 1513363 1 


Bacillaceae; 
1520903 1520863 1 


1536121 1536081 1 


Saccharothrix. 
1539243 1539203 1 


38 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


1554374 1554334 1 


Bacillales; 
1560272 1560232 1 


1561793 1561753 1 
Firmicutes; 
1573770 1573730 1 


1575295 1575255 1 


1585983 1585943 1 


osomal RNA, partial sequence 
laceae; 


Bacillus. 
1636264 1636224 1 


Bacillus. 


41 


ain 743B 16S ribosomal RNA, partial se 
Clostridia; 


41 


41 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


41 


in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium comp 


25 


41 


paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 


41 


ribosomal RNA, partial sequence 
Bacillus. 


41 


rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 


41 


NRRL B-16134 16S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; 


41 


41 


ABO4 16S ribosomal RNA, partial seque 
Bacillaceae; 


41 


in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 


41 


rain K4 16S ribosomal RNA, partial seq 
Bacillales; 


41 


41 


41 


41 


1636012 1637452 Bacillus soli Bacteria; 


sequence 


Anoxybac 


1349993 13514 
Cory 


ales; 
228720131 
quence 


gi 
cl 


gi|228715897 


1393543 13950 
Thermotoga. 


gi| 224581428 


219878445 
1 


’ 


gi 
gi|219846902 


cl 
gi 


os 
219846290 
A, 
acillales; 


gi|219878119 


1513128 15146 


219857610 
ia 
ae 


gi 


’ 


219857378 
al 
Ac 


gi 


gi|219857376 
do 
219857209 
nce 
illus. 
219846147 
equence 


’ 


gi 


gi 


219846143 
uence 

aceae; 
219856868 


gi 


Bacill 
gi 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


do 


gi| 219856867 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


do 
gi| 219878487 
1585730 15872 


gi| 219878452 


ostridiale 


1439230 14407 
donocardin 


sequence 
Actinomy 


lex (MAC 


14907 
tridiace 


partial 


1 sequen 
Actino: 


sequenc 
tinomyce 


15389 
nocardin 


15541 


Actinomy 


Ano 


nocardin 


nocardin 


neba 
ref 


s; C 
ref 
ref 


eae; 
ref 


ceta 
)- 
ref 
ae; 
ref 
seq 
Lac 
ref 
ref 
myce 
ref 
tale 
ref 
eae; 
ref 


ref 


ceta 


eae; 
ref 


eae; 


ref 


ref 


1356004 13574 


1475465 14769 


49 1492247 Clost 


ce 1520665 15221 


e 1535864 15373 


86 1540484 Cross 


24 1555535 Anoxy 


1560055 15614 


cterineae; 
NR_027589.1 
8 
lostridiace 
NR_027542.1 


NR_027210.1 


Actinosynn 
NR_025584.1 
3 
les; Coryne 
NR_026494.1 
© 
Clostridium. 
NR_025880.1 
uence 150868 
tobacillacea 
NR_025258.1 


NR_025199.1 
5 
tales; Coryn 
NR_024966.1 
7 
s; Pseudonoc 
NR_024964.1 
i 
Pseudonocar 
NR_024837.1 
b 


NR_025737.1 
8 
les; Coryneb 
NR_025733.1 
1 
cillus. 


NR_024687.1 


Actinosynne 
NR_024686.1 


Actinosynne 
NR_025626.1 


33 Bacillus humi 


NR_025591.1 


a 


b 


Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Clostridium grantii Al 
Firmicutes; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
G 


ordoniaceae; Gordonia. 
Clostridium 

9 Clostridium 

e; Clostridium. 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 
e 


mataceae; Lentzea. 
Mycobacterium avium 

6 Mycobacterium avium 

acterineae; 


Clostridium 
idium saccharolyticum 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Nocardia 
6 Nocardia 
ebacterineae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Anoxybacillus 
acillus ayderensis 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Anoxybacillus 
3 Anoxybacillus 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


Lentzea. 
humi strain 
Firmicutes; 


mataceae; 
Bacillus 
Bacteria; 


Bacillus soli strain 
Firmicutes; 


258420 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


258420 Bacteria_16S 
s strain LMG 17892 16S ribosomal RNA, 
Bacillales; 


galactosidilyticu 
galactosidilyticu 


258420 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


258420 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


258420 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


258420 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


258420 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


258420 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


258420 Bacteria_16S 


strain SPR2 16S r 


258420 Bacteria_16S 


strain Kb2 16S ri 


258420 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


258420 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


258420 Bacteria_16S 


strain M577-94 16 


Firmicutes; Lacto 


258420 Bacteria_16S 


strain 3S-1 16S r 


Firmicutes; Bacil 


258420 Bacteria_16S 


strain DSM 11713 


Firmicutes; Bacil 


258420 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


258420 Bacteria_16S 


strain DSM 20285 


Firmicutes; Lacto 


258420 Bacteria_16S 


strain LMG 18435 


Firmicutes; Bacil 


258420 Bacteria_16S 


strain LMG 17489 


Firmicutes; Bacil 


258420 Bacteria_16S 


hesperidum strain 


Bacteria; Firmicu 


258420 Bacteria_16S 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


258420 Bacteria_16S 


strain HSL-3 16S 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 

1689548 1689508 1 41 gi|219878414|ref|NR_025553.1 
in M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planoc 
tes; Bacillales; Planococcaceae; Planococcus. 

1701979 1701939 1 41 gi|219878406|ref|NR_025545.1 

MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Haloba 
tes; Bacillales; Bacillaceae; Halobacillus. 

1726233 1726193 1 41 gi|219878390|ref|NR_025529.1 
DSM 44223 16S ribosomal RNA, partial sequence 1725987 172747 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 

Mycobacterium. 

1752155 17521151 41 gi|219878372|ref|NR_025511.1 
16S ribosomal RNA, partial sequence 1751903 17534 
lales; Bacillaceae; Bacillus. 

1758377 1758337 1 41 gi|219878366|ref|NR_025505.1 
ibosomal RNA, partial sequence 1758120 17596 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 

1809754 1809714 1 41 gi|219878329|ref|NR_025468.1 

bosomal RNA, partial sequence 1809512 18109 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 

1823578 1823538 1 41 gi|219878320|ref|NR_025459.1 
16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 
tes; Bacillales; Bacillaceae; Halobacillus. 

1840344 1840304 1 41 gi| 219878308 |ref|NR_025447.1 
ain DSM 10667 16S ribosomal RNA, partial sequence 1840072 184157 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacil 

1843448 1843408 1 41 gi|219878306|ref|NR_025445.1 
S ribosomal RNA, partial sequence 1843183 18446 
bacillales; Carnobacteriaceae; Isobaculum. 

1870707 1870667 1 41 gi| 219878287 |ref|NR_025426.1 
ibosomal RNA, partial sequence 1870444 18719 
lales; Bacillaceae; Geobacillus. 

1890766 1890726 1 41 gi|219878270|ref|NR_025409.1 
16S ribosomal RNA, partial sequence 1890504 18919 
lales; Bacillaceae; Bacillus. 

1892287 1892247 1 41 gi| 219878269 |ref|NR_025408.1 
train DSM 11706 16S ribosomal RNA, partial sequence 189204 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1917776 1917736 1 41 gi| 219878249 |ref|NR_025388.1 
16S ribosomal RNA, partial sequence 1917484 19190 
bacillales; Lactobacillaceae; Pediococcus. 

1940552 1940512 1 41 gi|219878234|ref|NR_025373.1 
16S ribosomal RNA, partial sequence 1940300 19418 
lales; Bacillaceae; Bacillus. 

1945262 1945222 1 41 gi|219878231|ref|NR_025370.1 
16S ribosomal RNA, partial sequence 1945009 19464 
lales; Bacillaceae; Bacillus. 

2031911 2031871 1 41 gi|219878174|ref|NR_025313.1 

FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyc 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

2090230 2090190 1 41 gi| 219878129 |ref|NR_025268.1 
rain 2554/91 16S ribosomal RNA, partial sequence 2089993 209143 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 

Mycobacterium. 

2119202 2119162 1 41 gi| 219857655 |ref|NR_025244.1 
ribosomal RNA, partial sequence 2118933 2120454 Halobacillus 
lales; Bacillaceae; Halobacillus. 

2123697 2123657 1 41 gi|219857652|ref|NR_025241.1 


258420 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


1637755 1637715 1 41 
omal RNA, partial sequence 163 
laceae; Bacillus. 

1651440 1651400 1 41 


s Bacteria; Firmicutes; 
1683544 1683504 1 41 
strain C/C-an/Bl 16S ribosomal 
Bacteria; Firmicutes; Clostridi 
1684998 1684958 1 41 
bosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


258420 Bacteria_16S 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, 


2129747 2129723 17 41 


gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
7503 1638932 Bacillus vireti Bacteria; Firmicutes; 
gi| 219878441 |ref|NR_025580.1| Bacillus 
partial sequence 1651192 1652677 Bacillus 
Bacillaceae; Bacillus. 
gi|219878419|ref|NR_025558.1| Clostridium 
RNA, partial sequence 1683285 1684702 Clostridium 
a; Clostridiales; Clostridiaceae; Clostridium. 
gi|219878418|ref|NR_025557.1| Bacillus aeolius 


1684753 16861 


2123444 21249 


gi|219857648 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Halobacillus 
cillus karajensis 


Mycobacterium 
1 Mycobacterium 


erineae; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Halobacillus trueperi 
cillus trueperi 


Lactobacillus 
3 Lactobacillus 
lus. 

Isobaculum melis 


97 Isobaculum melis Bacteria; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Mycobacterium 
7 Mycobacterium 


ebacterineae; 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


ref |NR_025237.1 


Mycobacterium 


partial sequence 2129523 2130988 Mycobacterium 


scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


258420 Bacteria_16S 

tokaiense strain ATCC 
tokaiense Bacteria; 
Mycobacteriaceae; 
258420 Bacteria_16S 
strain MUP 1182 1 


258420 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 
258420 Bacteria_16S 
strain F829 16S r 


ria; 


Acti 
Mycoba 


6S ribo 
Actinobacteria; Actinoba 


n LS- 
Rubrob 


ibosoma 


2131277 21312371 41 
27282 16S ribosomal RNA, 
nobacteria; Actinobacte 
cterium. 
2147846 2147806 1 
somal RNA, 
cteridae; Actinomycetal 
2155333 2155293 1 41 
29 
Ac 


41 


tinobacteria; Rubrobact 
acter. 
2161386 2161346 1 41 


1 RNA, partial sequence 


3 16S ribosomal RNA, partial se 


gi| 219857647 
partial sequence 
ridae; Act 


gi| 219857636 


complete sequence 2147582 21491 
bacterin 


ne 
219857631 

quence 

Ru 


es; Cory 
gi 


eridae; 


gi| 219857627 
2161153 21625 


inomycet 


brobacte 


ref |NR_025236.1 
131039 213248 


ales; Corynebact 


nN 


, 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025220.1 

2155131 215660 
rales; Rubrobact 


ref |NR_025216.1 


Actinobacteria; Actinoba 


bacterin 


258420 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


ain FTR 
teria; 


2169084 2169044 1 


cteridae; Actinomycetales; Coryne 
41 gi 
1 16S ribosomal RNA, partial se 
Firmicutes; Lactobacillales; Ca 


qu 
rn 


ence 


219857622 


obacteri 


eae; 
ref 
2 

aceae; 


a 


0 
¢ 


258420 Bacteria_16S 
viridans strain M 
Bacteria; Firmicutes; 
258420 Bacteria_16S 

strain Z-7792 16S 
Firmicutes; Bacil 
258420 Bacteria_16S 
maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 
258420 Bacteria_16S 
pantheris strain 
pantheris Bacteria; 
258420 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


258420 Bacteria_16S 
strain SK-1 16S r 


PL-11 1 


riboso 
lales; 


ain M71 
teria; 


dococcu 


LMG 21017 16S ribosomal RNA, 
Firmicutes; 


ibosomal RNA, partial sequence 


2185758 2185718 1 41 
6S ribosomal RNA, parti 
Lactobacillales; Carnobac 
2191858 2191818 1 41 
mal RNA, partial sequen 
Bacillaceae; Amphibacil 
2194845 2194805 1 41 
2 16S ribosomal RNA, pa 
Actinobacteria; Actinob 
Ss. 
2196371 2196331 1 


41 
c 
Lactobacillales 
2232684 2232644 1 41 


2266401 2266361 1 41 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

258420 Bacteria_16S 2284781 2284741 1 41 gi| 219857542 |ref|NR_025130.1 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

258420 Bacteria_16S 2305777 2305737 1 41 gi| 219857525 |ref|NR_025113.1 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 230551 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Tsukamurellaceae; Tsukamurella. 

258420 Bacteria_16S 2311854 2311814 1 41 gi|219857521|ref|NR_025109.1 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobac 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

258420 Bacteria_16S 2342011 23419711 41 gi|219857500|ref|NR_025088.1 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 23432 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
258420 Bacteria_16S 2381449 2381409 1 41 gi|219857472|ref|NR_025060.1 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 23827 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

258420 Bacteria_16S 2382980 2382940 1 41 gi|219857471|ref|NR_025059.1 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
258420 Bacteria_16S 2437757 2437717 1 41 gi|219857429|ref|NR_025017.1 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
258420 Bacteria_16S 2443844 2443804 1 41 gi|219857423|ref|NR_025011.1 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planom 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

258420 Bacteria_16S 2453038 2452998 1 41 gi|219857417|ref|NR_025005.1 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 245426 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflav 
258420 Bacteria_16S 2463489 2463449 1 41 gi| 219857407 |ref|NR_024995.1 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 246471 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 
258420 Bacteria_16S 2496545 2496505 1 41 gi| 219857385 |ref|NR_024973.1 


strain DNP505 16S ribosomal RNA, partial sequence 


219857608 
nce 21855 


gi 
al seque 
teriaceae; 

gi| 219857604 
ce 2191612 21930 
lus. 
219857602 
quence 
e; 


gi 
rtial se 
acterida 


219857601 
sequence 
ac 

219857577 
22324 


gi 
omplete 
Lactob 


gi 


’ 


ne. 
gi|219857555 
2266147 22676 


Carnoba 


Actinomycet 


illaceae 


bacterin 


ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025192.1 
37 Amphibacillus 


ref 
2 


NR_025190.1 
194621 219603 
ales; Coryne 


ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025143.1 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Rubrobacter 
6 Rubrobacter 
erineae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiace 
NR_025211.1 
168820 21703 
Carnobac 


Nocardia. 
Carnobacterium 
5 Carnobacterium 
erium. 
Carnobacterium 
acterium viridans 


e; 


Amphibacillus tropicus 
tropicus Bacteria; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Lactobacillus 
0 Lactobacillus 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Tsukamurella 
7 2307028 Tsukamurella 


acterineae; 


Geobacillus 
illus subterraneus 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Nocardia abscessus 

ia abscessus Bacteria; 
e; Nocardia. 

Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Planomicrobium 
icrobium koreense 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 
Clostridium 
2 Clostridium 
stridium. 


Rhodococcus koreensis 


2496307 2497779 Rhodococcus koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


258420 Bacteria_16S 
berrensis strain 
Bacteria; Firmicutes; 
258420 Bacteria_16S 

acidaminophilum s 
acidaminophilum B 
258420 Bacteria_16S 
frigidicarnis str 
frigidicarnis Bac 
258420 Bacteria_16S 
methoxybenzovoran 
methoxybenzovoran 
258420 Bacteria_16S 
strain Se-1 16S r 
Deinococcus-Thermus; 
258420 Bacteria_16S 
strain CIP 103464 


258420 Bacteria_16S 
manihotivorans st 
manihotivorans Ba 
258420 Bacteria_16S 
strain MS1-3 16S 


258420 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
258420 Bacteria_16S 
straminisolvens s 
straminisolvens B 
258420 Bacteria_16S 
caldilitoris stra 
caldilitoris Bact 
258420 Bacteria_16S 
voinovskiensis st 
voinovskiensis Ba 
258420 Bacteria_16S 


MA001 16S ribosomal RNA, partial sequence 
laceae; 


Bacillales; Bacil 
258420 Bacteria_16S 
strain 15-1 16S r 
Firmicutes; Bacil 
258420 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
258420 Bacteria_16S 
baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 
258420 Bacteria_16S 
strain IFO 16295 


258420 Bacteria_16S 
strain DSM 5069 1 
Bacteria; Thermotogae; 
258420 Bacteria_16S 

strain MK703-102F 


258420 Bacteria_16S 
strain IFO15566 1 
Firmicutes; Bacil 
258420 Bacteria_16S 
strain IFO15718 1 
Firmicutes; Bacil 
258420 Bacteria_16S 
strain JCM9070 16 
Firmicutes; Bacil 
258420 Bacteria_16S 
strain IFO 15616 


258420 Bacteria_16S 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 


acteria; 


teria; 


s Bacteria; 


acteria; 


cteria; 


lales; 


acteria; 


2507274 2507234 1 


Clostridia; 
2564472 2564432 1 


Firmicutes; 
2569029 2568989 1 


Firmicutes; 
2572135 25721111 


Firmicutes; 
2629155 2629115 1 


ibosomal RNA, partial sequence 
Deinococci; 


2639755 2639715 1 


2672896 2672856 1 


rain OND 32 16S ribosomal RNA, 
cteria; 


Firmicutes; 
2677436 2677396 1 
2680508 2680468 1 


Firmicutes; 
2682065 2682025 1 


train CSK1 16S ribosomal RNA, 
acteria; 


Firmicutes; 
2689429 2689389 1 
2696751 2696711 1 


Firmicutes; 
2698305 2698265 1 


Bacillus. 
2711844 2711804 1 


ibosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2731643 2731603 1 


Firmicutes; 
2746381 2746341 1 


2770308 2770268 1 


2790017 2789977 1 
Thermotogales; 
2833710 2833670 1 
2872322 2872282 1 


Bacillaceae; Baci 
2875486 2875446 1 


Bacillaceae; Baci 
2881751 28817111 


Bacillaceae; Baci 
2902861 2902825 1 


2905923 2905883 1 


Thermales; 


41 


CTT3 16S ribosomal RNA, partial sequen 
Clostridiales; 


41 


train DSM 3953 16S ribosomal RNA, part 
Clostridia; 


41 


ain SPL77A 16S ribosomal RNA, partial 
Clostridia; 


25 


s strain SR3 16S ribosomal RNA, partia 
Clostridia; 


41 


41 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


41 


Lactobacillales; 


41 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


41 


train IDR2-2 16S ribosomal RNA, partia 
Lactobacillales; 


41 


41 


in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; 


41 


rain TH13 16S ribosomal RNA, partial s 
Bacillales; 


41 
269 


41 


41 


train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


41 


ain Al1-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 


41 


16S ribosomal RNA, partial sequence 2770058 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


41 


6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


41 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


41 


6S ribosomal RNA, partial sequence 
lales; 


llus. 
41 


6S ribosomal RNA, partial sequence 
lales; 


llus. 
41 


S ribosomal RNA, partial sequence 
lales; 


llus. 
37 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


41 


Thermaceae; 


partial 
Clostridia; 


Aquifica 


219857372 
ce 25070 
idiaceae; 
219857291 
ial sequen 
ridiales; 
219857288 
sequence 
diales; Cl 
219857286 
1 sequence 
Clostridiale 
gi| 219857239 
2628913 26303 
Thermus. 
219857231 
26395 
nebacterin 
219857207 
e sequence 
Lactobacill 
gi| 219857204 
2677198 26786 
nebacterin 
219857202 
1 sequence 
Carnobacte 
219857201 
sequence 
ridiales; 
219857196 
quence 
ceae; Hydr 
219857190 
equence 
Bacillaceae; Ano 
gi|219857189 
8052 2699555 Bacil 


gi 


Clostr 
gi 


Clost 
gi 


Clostri 
gi 


gi 


gi 


complet 


gi 


gi 


Clost 


gi 


gi 


219857180 
129 


gi 
2711598 27 


219857166 
sequence 
Carnobacte 
219857156 
equence 
e; Acti 


gi 


gi 


nom 


219857137 
715 
nebacterin 
219857123 


gi 


gi 


T 
gi 


hermotoga. 
219856901 

28334 
nebacterin 
gi| 219856876 
2872057 28735 


gi|219856874 
2875223 28767 


gi|219856870 
2881499 28830 
gi|219856854 


ococcineae 


eae; 


ref |NR_024960.1 
Thermohalobacte 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024917.1 

2571864 257337 
s; Clostridiace 
ref |NR_024867.1 


ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024832.1 


eae; Nocardiacea 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
NR_024824.1 
2689164 269065 
ogenivirga. 
ref|NR_024818.1 

2696496 269800 
xybacillus. 
ref|NR_024817.1 
lus asahii Bacte 


ref|NR_024808.1 


ref|NR_024794.1 

2731401 273285 
riaceae; Marinil 
ref|NR_024784.1 

2746146 274749 
ycetales; Coryne 
ref|NR_024765.1 
Nocardiacea 
NR_024751.1 


eae; 
ref 


ref |NR_024722.1 
66 2834941 Nocard 
Nocardiacea 


ref |NR_024695.1 


ref|NR_024693.1 


ref|NR_024689.1 


ref|NR_024673.1 


; Microbacteriac 


gi| 219856852 


00 2508520 Thermo 
r. 


a 


Thermohalobacter 
halobacter berrensis 


Eubacterium 

8 Eubacterium 

Eubacterium. 
Clostridium 

8 Clostridium 

ostridium. 
Clostridium 

7 Clostridium 

e; Clostridium. 
Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Lactobacillus 
4 Lactobacillus 
llus. 
Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Alkalibacterium 

1 Alkalibacterium 

acterium. 
Clostridium 

8 Clostridium 

Clostridium. 
Hydrogenivirga 

5 Hydrogenivirga 


Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Rhodococcus 
3 Rhodococcus 
bacterineae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 


ref|NR_024671.1 


Williamsia maris 


2905666 2907143 Williamsia maris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 


258420 Bacteria_16S 
lugdunensis strai 
lugdunensis Bacte 
258420 Bacteria_16S 
cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 
258420 Bacteria_16S 
IFO 16102 16S rib 


258420 Bacteria_16S 
strain IFO 16068 


258420 Bacteria_16S 
wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 
258420 Bacteria_16S 
strain IFO 15059 


258420 Bacteria_16S 
flavithermus stra 
flavithermus Bact 
258420 Bacteria_16S 
strain DSM 3670 1 
Firmicutes; Bacil 
258420 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
258420 Bacteria_16S 
polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 
258420 Bacteria_16S 
strain 7 16S ribo 
Clostridia; Clost 
258420 Bacteria_16S 
strain DS1 16S ri 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

258420 Bacteria_16S 3036469 3036429 1 41 gi|219846898|ref|NR_026490.1 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 303768 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 
258420 Bacteria_16S 3039508 3039468 1 41 gi|219846896|ref|NR_026488.1 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
258420 Bacteria_16S 3093797 3093761 1 37 gi| 219846859 |ref|NR_026451.1 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 30950 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
258420 Bacteria_16S 3157225 31572011 25 gi| 219846817 |ref|NR_026409.1 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 315844 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 
258420 Bacteria_16S 3240611 32405711 41 gi|219846760|ref|NR_026352.1 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 32418 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

258420 Bacteria_16S 3248231 3248191 1 41 gi| 219846755 |ref|NR_026347.1 
strain WV6 16S ribosomal RNA, partial sequence 3247999 32493 


Firmicutes; Clost 
258420 Bacteria_16S 
DSM 10228 16S rib 
Firmicutes; Clost 
258420 Bacteria_16S 
strain DSM 44140 


eria; 


lales; 


ridiales; 


ridia; 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


2954416 2954376 1 


2986394 2986354 1 


2987916 2987876 1 


2998552 2998512 1 


Firmicutes; 
3000125 3000085 1 


Bacillaceae; 
3019721 3019681 1 


ribosomal RNA, partial sequence 
Thermales; 


Deinococci; 
3022780 3022740 1 


3031898 3031874 1 


3034946 3034906 1 


Clostridiales; 
3264676 3264636 1 


osomal RNA, partial sequence 
ridia; 


Clostridiales; 
3320917 3320877 1 


es; 
41 


41 


train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 


41 


41 


in DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


41 


41 


41 


s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 


25 


41 


bosomal RNA, partial sequence 


Clostridiaceae; 


41 


Clostridiaceae; 


41 


Bacillac 


Clostridium. 


2939058 29405 
nocardin 


do 
219856820 


Pseu 
gi 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 

219846932 
ar 
da 


gi 
e; 


gi| 219846931 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 
219846924 
sequence 
eae; 
219846923 


gi 


gi 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


gi|219846910 


3019481 30209 
Thermaceae; 


Thermus. 
219846908 
1 
er 


gi 


gi|219846901 


somal RNA, partial sequence 3031628 3033115 Clost 
Clostridiaceae; 


gi| 219846899 
3034695 30361 


cl 
gi| 219846744 
3264433 32658 
cl 


gi|219846705 


16S ribosomal RNA, partial sequence 3320684 33221 


bacterin 


bacterin 


Anoxy 


sequence 
idae; Ac 


2910558 2910518 1 41 gi|219856849|ref|NR_024668.1 
n ATCC 43809 16S ribosomal RNA, partial sequence 2910285 291177 
ria; Firmicutes; Bacillales; Staphylococcus. 

2937776 2937736 1 41 gi|219856831|ref|NR_024650.1 
in IFO 14455 16S ribosomal RNA, partial sequence 2937540 293900 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
e; Actinoalloteichus. 

2939294 2939254 1 41 gi|219856830|ref|NR_024649.1 


eae; 
ref 


eae; 
ref 


tial sequenc 
Actin 


omyc 


ref 


eae; 
ref 


baci 


ref 


ref 


ref 


tino 


ref 
ridi 


ref 


ref 


ref 


2998293 29998 


3022528 302398 


Actinosynn 
NR_024639.1 


Gordoniacea 
NR_026524.1 
e 298615 
etales; Cory 


NR_026523.1 


Gordoniacea 
NR_026516.1 
ah 
llus. 

NR_026515.1 


NR_026502.1 


NR_026500.1 
mycetales; C 


NR_026493.1 
um indolis B 


NR_026491.1 


NR_026336.1 


NR_026297.1 


Staphylococcus 
6 Staphylococcus 


Actinoalloteichus 
7 Actinoalloteichus 


ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
emataceae; 


Lentzea. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Anoxybacillus 
6 Anoxybacillus 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Clostridium indolis 
acteria; Firmicutes; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 
6 Clostridium 
stridium. 
Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Desulfotomaculum 
6 Desulfotomaculum 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 
ostridium. 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 
ostridium. 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
258420 Bacteria_16S 3337590 3337550 1 41 gi|219846693|ref|NR_026285.1 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 333881 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

258420 Bacteria_16S 3380390 3380350 1 41 gi|219846662|ref|NR_026254.1 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordon 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; G 
258420 Bacteria_16S 3398456 3398420 1 37 gi|219846646|ref|NR_026238.1 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 


Arthrobacter 


3398202 3399685 Arthrobacter 


uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 

258420 Bacteria_16S 3401506 3401478 11 39 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
258420 Bacteria_16S 3431416 3431376 1 41 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

258420 Bacteria_16S 3432865 3432825 1 41 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

258420 Bacteria_16S 3450810 3450770 1 41 gi|219846609|ref|NR_026201.1| Thermotoga elfii 


strain DSM 9442 1 
Thermotogae; 


strain DSM 43205 


strain DSM 4954 1 


strain DSM 6736 1 


Firmicutes; 


homopropionicum s 


homopropionicum B 
258420 Bacteria_16S 


DSM 316 16S ribos 


Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

258420 Bacteria_16S 3532749 3532709 1 41 gi|219846554|ref|NR_026146.1 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 35339 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

258420 Bacteria_16S 3535837 3535797 1 41 gi|219846552|ref|NR_026144.1 


strain DSM 8723 1 
Firmicutes; Bacil 


258420 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


258420 Bacteria_16S 


DSM 6307 16S ribo 


Ther: 
258420 Bacteria_1 
polychromogenes s 
polychromogenes B 
Micrococcaceae; Arthrobacter. 
258420 Bacteria_1 


Clost 
258420 Bacteria_16S 


motogales; Thermotogaceae; Thermotoga. 
6S 3463029 3463001 11 39 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
6S 


3472161 34721211 41 


gi 


6S 3475219 3475179 1 41 


gi 


3528276 3528236 1 41 


gi 
ridia; Clostridiales; Clostridiaceae; 
3529774 35297341 41 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3531302 3531262 1 41 gi 
omal RNA, partial sequence 


somal RNA, complete sequence 


6S ribosomal RNA, partial sequence 3450571 34520 


219846600 
ti 
da 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
258420 Bacteria_1 


ne 
219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
258420 Bacteria_16S 


ne 
219846557 
6S ribosomal RNA, partial sequence 3528019 35294 
cl 
219846556 
ia 
ri 
219846555 
3531057 3532455 Sarci 


6S ribosomal RNA, partial sequence 3535585 35370 


lales; Bacillaceae; Bacillus. 

3540535 3540495 1 41 gi| 219846549 |ref|NR_026141.1 
6S ribosomal RNA, complete sequence 3540266 3541787 Bacillus 
lales; Bacillaceae; Bacillus. 

3545203 3545163 1 41 gi| 219846546 |ref|NR_026138.1 


3544949 35464 


ref 
nce 
omyc 


NR_026192.1 
346278 
etales; Mic 


al seque 
e; Actin 
ref|NR_026186.1 


Nocardiace 
NR_026184.1 


bacterineae; 


ref 


Nocardiacea 
NR_026149.1 


bacterineae; 


ref 
ostridium. 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026147.1 
na maxima Bacter 


1 sequen 
diales; 


88 Bacillus 


54 Bacillus 


xr 


cohnii Bacteria; 


89 Thermotoga elfii Bacteria; 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
a 


e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 
Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 

258420 Bacteria_16S 3551358 3551318 1 41 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

258420 Bacteria_16S 3583144 35831041 41 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

258420 Bacteria_16S 3598583 3598559 1 25 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

258420 Bacteria_16S 3610725 3610685 1 41 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

258420 Bacteria_16S 3616834 3616794 1 41 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

258420 Bacteria_16S 3622451 36224111 41 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

258420 Bacteria_16S 3623964 36239241 41 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
258420 Bacteria_16S 3625497 3625457 1 41 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 


strain ATCC 35799 


16S ribosomal RNA, complete sequence 


3625268 3626729 Mycoba 


cterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


258420 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


258420 Bacteria_16S 


strain 2585 16S r 


3710690 3710650 1 41 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3719660 3719620 1 41 gi 
ibosomal RNA, complete sequence 


3719395 37209 


219846429|ref|NR_026020.1| Clostridium septicum 
3710425 3711931 Clostridium septicum Bacteria; 

Clostridium. 

219846422|ref|NR_026013.1| Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

258420 Bacteria_16S 3722740 3722700 1 41 gi|219846419|ref|NR_026010.1] Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

258420 Bacteria_16S 3777835 3777795 1 41 gi|219846378|ref|NR_025969.1| Thermotoga subterranea 


strain SL1 16S ri 
Thermotogae; Ther 


258420 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


258420 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


258420 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


bosomal RNA, partial sequence 


ridiales; Ruminococcaceae; 
3959546 3959506 1 
osomal RNA, partial sequence 


laceae; Bacillus. 


41 gi 


Ruminococcu 


3777587 37790 


Ss. 
219846252 


3959295 39607 


67 Thermotoga subterranea Bacteria; 


motogales; Thermotogaceae; Thermotoga. 

3811039 3810999 1 41 gi|219846355|ref|NR_025946.1| Carnobacterium 
£3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

3833863 3833839 1 25 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
somal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 


ref|NR_025842.1| Bacillus firmus strain 
77 Bacillus firmus Bacteria; Firmicutes; 


258420 Bacteria_16S 3993363 3993323 1 41 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

258420 Bacteria_16S 4038694 4038654 1 41 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

258420 Bacteria_16S 4073330 4073306 17 41 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

258420 Bacteria_16S 4074835 4074795 1 41 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

258420 Bacteria_16S 4132413 4132373 1 41 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

258420 Bacteria_16S 4196882 4196842 1 41 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

258420 Bacteria_16S 4211917 4211877 1 41 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

258420 Bacteria_16S 4814 4787 1 28 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

258420 Bacteria_16S 6276 6249 L 28 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

258420 Bacteria_16S 7733 7706 1 28 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

258420 Bacteria_16S 26013 25986 1 28 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

258420 Bacteria_16S 51769 51742 1 28 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

258420 Bacteria_16S 83356 83329 1 28 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

258420 Bacteria_16S 86383 86356 1 28 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

258420 Bacteria_16S 132229 132202 1 28 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

258420 Bacteria_16S 210172 210145 1 28 gi| 265678922 |ref|NR_029230.1| Clostridium 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


209908 211410 Clostridium 


258420 Bacteria_ 


F186 16S ribosoma 
Alphaproteobacter 


258420 Bacteria_ 


strain S-16 16S r 
Tenericutes; Moll 
258420 Bacteria_16S 
xylanilyticus str 
xylanilyticus Bac 
258420 Bacteria_16S 
strain LCl 16S ri 
G 
258420 Bacteria_16S 
favisporus strain 
Firmicu 
258420 Bacteria_16S 
kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 
258420 Bacteria_16S 
phoeniculicola st 
phoeniculicola Ba 
258420 Bacteria_16S 
strain JR 16S rib 


Proteobacteria; 


Bacteria; 


Deferribacteres; 


258420 Bacteria_16S 
strain BCH 16S ri 
G 
258420 Bacteria_16S 


Proteobacteria; 


H 1 16S ribosomal 
Clostridia; 


strain TOD45 16S 
Firmicutes; Bacil 


258420 Bacteria_16S 
strain 216 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 


258420 Bacteria_16S 


histaminiformans 
histaminiformans 


258420 Bacteria_16S 
strain VPI D 75 B 
Clost 


Firmicutes; 


258420 Bacteria_16S 830607 830580 1 28 gi| 265678492 |ref|NR_028795.1 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococc 
258420 Bacteria_16S 832164 832137 1 28 gi| 265678491 |ref|NR_028794.1 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Entero 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

258420 Bacteria_16S 854656 854629 12 39 gi| 265678475 |ref|NR_028778.1 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Propionibacteriaceae; Propionibacterium. 

258420 Bacteria_16S 888015 887980 12 47 gi| 265678452 |ref|NR_028754.1 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccha 


Bacteria; Actinob 


Saccharopolyspora. 
258420 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


258420 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


258420 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


258420 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


258420 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


Clost 
258420 Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
375378 375351 1 28 gi 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 


s 
Cc 


GMP01 16S ribosomal RNA, partial seque 


bosomal RNA, partial sequence 


735084 735057 1 28 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
827497 827470 1 28 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 


s 
t 


e 


acteria; Actinobacteridae; Actinomyceta 
897139 897112 1 28 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
925074 925047 1 28 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
962158 962131 1 28 gi 
n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
971364 971333 1 32 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
975924 975897 1 28 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 


gi 


c 


u 
r 


° 


273748 27524 


265678804 


equence 
illaceae; 


418522 418495 1 28 gi| 265678775 |ref|NR_029080.1 
bosomal RNA, partial sequence 418286 41972 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 

432473 432446 1 28 gi|265678766|ref|NR_029071.1 


nce 43219 


tes; Bacillales; Paenibacillaceae; Paenibacillus. 

437173 437138 12 47 gi| 265678763 |ref|NR_029068.1 
ain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
e; Amycolatopsis. 

473859 473832 1 28 gi| 265678735 |ref|NR_029040.1 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococc 

542641 542614 1 28 gi|265678690|ref|NR_028995.1 
osomal RNA, partial sequence 542382 543900 Deferribacter 
Deferribacterales; Deferribacteraceae; Deferribacter. 

597099 597072 1 28 gi|265678654|ref|NR_028959.1 
bosomal RNA, partial sequence 596871 59824 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

642894 642867 1 28 gi|265678622|ref|NR_028927.1 

RNA, partial sequence 642624 644123 Sporomusa ovata Bacte 
ridiales; Veillonellaceae; Sporomusa. 

700264 700237 1 28 gi| 265678582 |ref|NR_028887.1 
ribosomal RNA, partial sequence 699985 701422 Paenibacillus 
lales; Paenibacillaceae; Paenibacillus. 

707445 707418 12 39 gi| 265678577 |ref|NR_028882.1 


707255 70861 
ionibacter 


265678558 


equence 
ridiales; 


265678494 


82720 


Selenomon 


les; Pseu 


265678446 
896853 89837 


us. 


265678428 
924822 92631 


Desulfoba 


265678403 


ence 
ococcacea 


265678396 


97110 
bacterale 


265678393 
975693 977130 Lewinella nigricans Bacteria; 
Saprospiraceae; Lewinella. 


ref|NR_029109.1 
375101 376646 
Paenibacillus. 


6 433742 Paenib 


ineae; Propionib 
ref |NR_028862.1 

734793 736329 
Veillonellaceae 
ref|NR_028797.1 
9 828732 Seleno 
as. 


donocardineae; P 
ref|NR_028748.1 
6 Enterococcus 
ref|NR_028730.1 
cteraceae; Desul 
ref|NR_028705.1 
961894 963406 
e; Enterococcus. 
ref|NR_028698.1 
0 972566 Campyl 
s; Campylobacter 


16S 254485 254458 1 28 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 

ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

16S 274011 273984 1 28 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Paenibacillus 
Paenibacillus 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Ss. 


Paenibacillus 
acillus favisporus 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Enterococcus 
Enterococcus 

us. 

Deferribacter abyssi 
abyssi Bacteria; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Sporomusa ovata strain 
ria; Firmicutes; 


Paenibacillus odorifer 
odorifer Bacteria; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Allisonella 
Allisonella 
Allisonella. 
Selenomonas infelix 
monas infelix Bacteria; 


v 


Enterococcus 
Enterococcus 

us. 

Enterococcus 
coccus moraviensis 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Saccharopolyspora 
ropolyspora flava 


seudonocardiaceae; 


Enterococcus avium 


avium Bacteria; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Enterococcus 
Enterococcus 


Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 


ref |NR_028695.1 


Lewinella nigricans 


258420 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


258420 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


258420 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


258420 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


258420 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


258420 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


258420 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


258420 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


258420 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


258420 Bacteria_16S 


strain 13.4 16S r 
Actinobacteria; A 


258420 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


258420 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


258420 Bacteria_16S 


dysgalactiae subs 


995977 995950 1 28 gi|265678380|ref|NR_028682.1 
ribosomal RNA, complete sequence 995703 99724 
bacillales; Carnobacteriaceae; Granulicatella. 

1056839 1056812 1 28 gi|265678339|ref|NR_028641.1 
ain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 105808 
teria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 

1058390 1058363 1 28 gi| 265678338 |ref|NR_028640.1 
ain SSM1 16S ribosomal RNA, partial sequence 1058138 105957 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; D 

1080732 1080705 1 28 gi| 265678322 |ref|NR_028624.1 
ribosomal RNA, partial sequence 1080469 10819 
lales; Bacillaceae; Bacillus. 

1176184 1176157 1 28 gi|228718376|ref|NR_027573.1 


osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1200315 1200292 11 34 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1212441 12124141 28 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1218356 1218329 12 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1224422 1224395 1 28 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1245689 1245654 12 47 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
1254598 12545711 28 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1262086 1262047 1 40 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1322657 13226301 28 gi 
p- dysgalactiae strain ATCC 43078 16S 


1175949 11773 


idiaceae; 

228715386 
ce 12000 
es; Synerg 
224581437 


1212209 12136 
Halomonad 


219878368 
12181 
ales; Prop 
219878314 
1 sequence 
ptococcace 


219857484 


1245479 12468 


donocardin 
219857194 
sequence 
llaceae; B 
219846681 
12618 
ales; Cory 
228715345 
ribosomal 


Clostridium. 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_027219.1 


aceae; Halomona 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 
ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_027517.1 
RNA, partial seq 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Ss. 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Streptococcus 
1 Streptococcus 
Ss. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Brevibacillus 
5 Brevibacillus 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


258420 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


258420 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


258420 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


258420 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


258420 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


258420 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


258420 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


258420 Bacteria_16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


Streptococcus. 


258420 Bacteria_16S 


1389400 1389373 1 28 gi| 228716586 
ain HD 100 16S ribosomal RNA, partial sequence 
00 Bacteria; Proteobacteria; Deltaproteobacteria 

1433306 1433279 1 28 gi| 224581433 
ribosomal RNA, partial sequence 1433051 14345 
lales; Staphylococcus. 

1434834 1434807 1 28 gi| 224581431 
n 20CM 16S ribosomal RNA, partial sequence 14345 
tes; Bacillales; Paenibacillaceae; Paenibacillus 

1454677 1454650 1 28 gi| 224581417 
n MBIC1298 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Gammaproteobacteria; Aeromo 

1517900 1517873 1 28 gi|219857618 
ibosomal RNA, partial sequence 1517647 15191 
ridia; Clostridiales; Lachnospiraceae; Hespellia. 

1540781 1540746 12 47 gi| 219857375 
n NRRL B-24048 16S ribosomal RNA, partial sequen 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
ae; Actinokineospora. 

1625607 1625580 12 39 gi| 219878459 

CCUG 47306 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
e; Arsenicicoccus. 

1672838 1672803 12 47 gi|219878426 
rain ST101170 16S ribosomal RNA, partial sequenc 
cteria; Actinobacteria; Actinobacteridae; Actino: 
e; Amycolatopsis. 

1674361 1674326 12 47 gi|219878425 


balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 


ref|NR_027553.1 
1389197 139049 


Bdellovibriona 


, 


ref|NR_027215.1 


ref |NR_027213.1 


76 1436085 Paenib 


ref|NR_027198.1 
1454432 145591 
nadales; Aeromon 


ref|NR_025207.1 


ref 
ce 1540535 15420 
etales; Pseudon 


NR_024963.1 
4 
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258420 Bacteria_16S 1706501 1706474 1 28 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

258420 Bacteria_16S 1720249 1720222 1 28 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

258420 Bacteria_16S 1767315 1767288 1 28 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

258420 Bacteria_16S 1777811 1777784 1 28 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

258420 Bacteria_16S 1914624 1914597 1 28 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

258420 Bacteria_16S 1942098 1942071 1 28 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

258420 Bacteria_16S 1978601 1978574 1 28 gi|219878209|ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
258420 Bacteria_16S 1986462 1986423 1 40 gi|219878204|ref|NR_025343.1]| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

258420 Bacteria_16S 2074977 2074950 1 28 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

258420 Bacteria_16S 2138842 2138807 12 47 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

258420 Bacteria_16S 2258617 2258590 1 28 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

258420 Bacteria_16S 2280189 2280162 1 28 gi| 219857546 |ref|NR_025134.1| Mycoplasma phocirhinis 
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258420 Bacteria_16S 2662374 2662347 1 28 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

258420 Bacteria_16S 2663793 2663766 1 28 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

258420 Bacteria_16S 2665355 2665328 1 28 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

258420 Bacteria_16S 2730122 2730083 1 40 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 


Proteobacteria; D 
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Planomonospora 
5 Planomonospora 
rangineae; 


Streptosporangiaceae; Planomonospora. 
258420 Bacteria_16S 2753724 2753697 12 39 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
258420 Bacteria_16S 2759783 2759748 12 47 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
258420 Bacteria_16S 2767265 2767226 1 40 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 
258420 Bacteria_16S 2818562 2818535 12 39 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
258420 Bacteria_16S 2820055 2820028 12 39 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 
258420 Bacteria_16S 2821549 2821522 12 39 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
258420 Bacteria_16S 2869164 2869137 1 28 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
258420 Bacteria_16S 2878633 2878606 1 28 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
258420 Bacteria_16S 2880198 2880171 1 28 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
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ref|NR_029272.1| Kineococcus 
147044 148460 Kineococcus 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

258420 Bacteria_16S 162567 162529 1 39 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

258420 Bacteria_16S 301258 301220 1 38 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 


strain 70-159 16S 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
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300996 30245 


2 Mycoplasma pirum Bacteria; 


258420 Bacteria_16S 331926 331880 1 47 gi| 265678839 |ref|NR_029144.1| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

258420 Bacteria_16S 367866 367836 17 47 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 403023 402993 17 47 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 409179 409149 17 47 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 420049 420011 1 39 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

258420 Bacteria_16S 427844 427806 1 39 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

258420 Bacteria_16S 441775 441737 1 39 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

258420 Bacteria_16S 461636 461598 1 39 gi| 265678743 |ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
258420 Bacteria_16S 509176 509138 1 39 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

258420 Bacteria_16S 524351 524313 1 39 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

258420 Bacteria_16S 553350 553320 17 47 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 573149 573111 1 39 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

258420 Bacteria_16S 579049 579011 1 39 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

258420 Bacteria_16S 598486 598456 17 47 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
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258420 Bacteria_16S 600016 599986 17 47 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 607714 607676 1 39 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
258420 Bacteria_16S 618544 618510 1 35 gi|265678639|ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
258420 Bacteria_16S 622915 622877 1 39 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
258420 Bacteria_16S 656339 656309 17 47 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 739769 739739 17 47 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 
258420 Bacteria_16S 781622 781584 1 39 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 
258420 Bacteria_16S 851667 851629 1 39 gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 


258420 Bacteria_16S 886507 886469 1 39 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

258420 Bacteria_16S 1032444 10324107 41 gi| 265678356 |ref|NR_028658.1| Lactobacillus 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


258420 Bacteria_16S 1049369 1049339 1 31 gi| 265678345 |ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

258420 Bacteria_16S 1070433 1070387 1 47 gi|265678330|ref|NR_028632.1| Tistrella mobilis 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 

258420 Bacteria_16S 1076240 1076202 1 39 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 


258420 Bacteria_16S 1114098 1114060 1 39 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
258420 Bacteria_16S 1115623 1115585 1 39 gi|265678298|ref|NR_028599.1| Kineosporia succinea 
strain I-273 16S ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
258420 Bacteria_16S 1124756 1124718 1 39 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

258420 Bacteria_16S 1132220 1132182 1 39 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
258420 Bacteria_16S 1162482 1162436 1 47 gi| 228720981 |ref|NR_027600.1| Meiothermus silvanus 
DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiothermus silvanus DSM 9946 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
258420 Bacteria_16S 1170089 1170051 1 39 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 
258420 Bacteria_16S 1241206 12411761 31 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

258420 Bacteria_16S 1259112 1259082 1 31 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
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19159 


cet 
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ory 


nce 
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20991 
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rsephone 
23238 


Cory 


sequenc 
Actinomycet 


Actino: 


23569 
Prop 


ref|NR_025402.1 
1899804 19011 
tales; Micrococ 


ref|NR_025389.1 


ref|NR_025314.1 
2030195 20316 
ales; Corynebac 
ref|NR_025309.1 
84 2037751 Coryn 
nebacterineae; 


ref|NR_025270.1 

2087053 20884 
teriaceae; Desu 
ref|NR_025261.1 
38 2100621 Nocar 
ionibacterineae 


, 


ref|NR_025166.1 
13 2232371 Perse 
lla. 
ref|NR_025101.1 
67 2325209 Coryn 
nebacterineae; 


ref|NR_025095.1 
e 2332775 233429 
ales; Strep 


ref|NR_025083.1 
2347826 234928 
mycetales; Micr 


ref|NR_025077.1 
68 2358432 Propi 
ionibacterineae 


ref|NR_025075.1 


¢ Mi 
ref 


crobacteriac 
NR_025074.1 
; Microbacteriac 
ref|NR_025045.1 
86 Lactobacillus 


0 
c 


11 1917433 Thermo 


3 
t 


e 
c 


9 
1 


d 


Pp 


e 
1 


t 


fo} 


° 
i 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Thermosipho geolei 
sipho geolei Bacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Persephonella 
honella guaymasensis 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Propioniferax innocua 
niferax innocua 


Propionibacteriaceae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Lactobacillus kimchii 
kimchii Bacteria; 


bacillales; Lactobacillaceae; Lactobacillus. 
2511824 2511786 1 39 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
7 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
teridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
2513331 2513293 1 39 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
2516355 2516317 1 39 gi|219857366|ref|NR_024954.1| Arthrobacter 
strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ter. 
2517826 2517796 17 47 gi|219857365|ref|NR_024953.1| Streptomyces 
in CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
2553656 2553626 17 47 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
L 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
acteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
2576824 2576786 1 39 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 


258420 Bacteria_16S 2578253 2578215 1 39 gi| 219857282 |ref|NR_024913.1 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
258420 Bacteria_16S 2659476 2659438 1 39 gi|219857217|ref|NR_024845.1 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbe 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Kribbella. 

258420 Bacteria_16S 2666795 2666765 17 47 gi|219857212|ref|NR_024840.1 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharopolyspora. 

258420 Bacteria_16S 2727094 2727064 1 31 gi|219857169|ref|NR_024797.1 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 272832 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonel 
258420 Bacteria_16S 2744972 2744946 11 37 gi|219857157|ref|NR_024785.1 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

258420 Bacteria_16S 2773364 2773334 17 47 gi|219857135|ref|NR_024763.1 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces 


Actinobacteria; Actinobacteridae; Actinomycetales; 
258420 Bacteria_16S 


strain JCM 4662 1 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


258420 Bacteria_16S 


strain IFO 12513 


Stre 
2774902 2774872 17 47 gi 
Stre 
2795860 2795822 1 39 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2798903 2798865 1 


39 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


258420 Bacteria_ 
strain IFO 13911 


6S 2800426 2800388 1 39 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


258420 Bacteria_ 
strain IFO 14915 


6S 2801947 2801909 1 39 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


258420 Bacteria_ 
strain IFO 12512 


6S 2803468 2803430 1 39 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


258420 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


258420 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


258420 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


258420 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


strain JCM 9312 1 


2804990 2804952 1 39 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2806512 2806474 1 39 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808034 2807996 1 39 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2827618 2827588 1 31 
ibosomal RNA, partial sequence 


gi 


2829138 2829100 1 39 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Catenuloplanes. 


258420 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


258420 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


258420 Bacteria_16S 


strain IAM 14848 


2830621 2830591 17 47 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2890751 2890713 1 39 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 
2899789 2899751 1 


v 


39 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


258420 Bacteria_16S 


2940819 2940781 1 39 gi 


6S ribosomal RNA, partial sequence 2774670 27 


Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_16S 


16S ribosomal RNA, partial sequence 2798665 28 


16S ribosomal RNA, partial sequence 2800187 28 


16S ribosomal RNA, partial sequence 2801710 28 


16S ribosomal RNA, partial sequence 2803231 28 
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219857133 
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al sequenc 
e; Actin 
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; Actinomy 
19857111 
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1 sequence 
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motogales; Thermotogaceae; Thermosipho. 
258420 Bacteria_16S 
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Micromonosporacea 


e; Virgisporangium. 
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ri 


ri 


ce 
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57 Streptomyces 


ref 
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neae 
ref 
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neae 
ref 
80 Actinoplanes 
neae; 
ref 
01 Actinoplanes 
neae 
ref 


ceta 
ref 
ceta 
ref 
ceta 


ref 
49 Thermosipho japonicus Bacteria; 


ee cuuiee tate: crispus Bacteria; 
neae; 
ref 
etal 
ref 
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ref 
10 Zimmermannella bifida Bacteria; 


ref 


Streptomyceta 


NR_024761.1 
Streptomyceta 
NR_024747.1 
2795622 279709 
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; Micromonos 
NR_024744.1 
; Micromonos 
NR_024743.1 


; Micromonos 
NR_024742.1 


; Micromonos 
NR_024741.1 
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les; Micromo 


NR_024740.1 
2806275 280774 
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v 


NR_024724.1 
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es; Streptom 


NR_024681.1 
2890502 289195 
es; Micromon 
NR_024675.1 


Microbacteriac 


Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Persephonella 

8 Persephonella 

la. 
Rothia aeria strain 
Actinobacteria; 


’ 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Actinoplanes 
4 Actinoplanes 


ales; Micromonosporineae; 


Actinoplanes lobatus 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 

Actinoplanes 
7 Actinoplanes 


nosporineae; 


Thermosipho japonicus 


Catenuloplanes crispus 
poraceae; 

Streptomyces 
7 Streptomyces 
ycineae; 

Actinoplanes 
8 Actinoplanes 
osporineae; 


Zimmermannella bifida 


eae; Pseudoclavibacter. 


NR_024648.1 
2940579 294204 


Virgisporangium 
7 Virgisporangium 


258420 Bacteria_16S 


ochraceum strain 


ochraceum Bacteri 
Micromonosporacea 
258420 Bacteria_16S 
faecitabidus stra 
faecitabidus Bact 


Rarobacteraceae; 


258420 Bacteria_16S 
sulfodismutans st 
sulfodismutans Ba 


Desulfovibrio. 


258420 Bacteria_16S 
16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
258420 Bacteria_16S 
gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 
258420 Bacteria_16S 


strain F98.3HR69 


strain ATCC 25470 


2942335 2942297 1 39 gi 
YU655-43 16S ribosomal RNA, partial se 


e; Virgisporangium. 


3044076 3044038 1 39 gi 


oc 
3102824 3102786 1 39 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3104323 3104293 17 
16S ri 
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47 gi 
bosomal RNA, partial sequence 


qu 
a; Actinobacteria; Actinobacteridae; Act 


qu 
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ence 
inomycet 
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2942098 29435 
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44 Arthrobacter 
Mi 


102586 310404 


ceta Micromo 


98 3105578 Strept 


NR_024647.1 
6 


; Micromono 


NR_026484.1 


crococcacea 
NR_026445.1 


les; 


NR_026444.1 


Ss 


Virgisporangium 
3 Virgisporangium 
porineae; 


Rarobacter 


in YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacter. 
3050135 3050089 1 47 gi|219846888|ref|NR_026480.1| Desulfovibrio 
rain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
3098380 3098342 1 39 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 


rhombi Bacteria; 
e 


; Arthrobacter. 
Verrucosispora 
7 Verrucosispora 


nosporineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
258420 Bacteria_16S 3119455 31194171 39 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

258420 Bacteria_16S 3138794 3138764 1 31 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
strain GY-1 16S ribosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

258420 Bacteria_16S 3170777 3170747 1 31 gi|219846807|ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

258420 Bacteria_16S 3175354 3175316 1 39 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

258420 Bacteria_16S 3178451 3178413 1 39 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

258420 Bacteria_16S 3199865 3199827 1 39 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

258420 Bacteria_16S 3201308 3201270 1 39 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

258420 Bacteria_16S 3205768 3205730 1 39 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 


Bacteria; Actinob 
Corynebacterium. 


258420 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


258420 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


258420 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


258420 Bacteria_16S 


strain DSM 40297 
Actinobacteria; A 


258420 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


acteria; Actinobacteridae; Actinomycetal 
3213267 3213229 1 39 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3214791 3214753 1 39 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ti 
da 


al 


3236048 3236018 17 47 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3257116 3257078 1 


et 
e; 


, 


39 gi 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3317872 3317826 1 47 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 


pt 


Spirochaet 


258420 Bacteria_16S 


es; 


219846778 


al 
e; 


219846777 


es; 


219846763 
e sequen 
Actinomycet 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
osporang 
219846708 
3317638 33191 


a. 


3330069 3330031 1 39 gi 


219846698 


Coryneba 
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nce 
omyc 


seque 
Actin 


ref 
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Coryneba 


ref 


ref 


inea 
ref 


49 3216020 Coryn 


ce 3235806 32373 


45 Nocardiopsis 


cterineae; C 
NR_026370.1 

321302 
etales; Cory 


NR_026369.1 
e 
cterineae; C 
NR_026355.1 
2 
t 


ales; Strep 


NR_026341.1 


e; Nocardiop 
NR_026300.1 


ref 


orynebacteriaceae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Streptomyces 
0 Streptomyces 


omycineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


NR_026290.1 


Pilimelia terevasa 


strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 


258420 Bacteria_16S 


strain DSM 43039 


strain DSM 43151 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
258420 Bacteria_16S 
tyrofermentans st 
tyrofermentans Ba 


Dermabacteraceae; 


258420 Bacteria_16S 
nesterenkovii str 


nesterenkovii Bac 
Dermabacteraceae; 


258420 Bacteria_16S 
alimentarium stra 
alimentarium Bact 


Dermabacteraceae; 


258420 Bacteria_16S 
longisporum strai 
longisporum Bacte 


Streptosporangiac 


258420 Bacteria_16S 
strain M17C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
258420 Bacteria_16S 


strain DSM 43852 


strain DSM 20138 


histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
258420 Bacteria_16S 


strain DSM 20116 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


258420 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


258420 Bacteria_16S 


strain DZZM 328 1 


Corynebacterium. 


258420 Bacteria_16S 


strain DSM 20315 


strain DSM 20550 


strain DSM 20541 


nicotinovorans st 
nicotinovorans Ba 


Micrococcaceae; Arthrobacter. 
258420 Bacteria_16S 


strain DSM 20425 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 


3331597 3331559 1 39 


gi 


cteria; Actinobacteria; Actinobacteridae 
Brachybacterium. 


ibosomal RNA, partial sequence 


3396931 3396893 1 39 


gi 


3403054 3403016 1 39 


gi 


3404586 3404548 1 39 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


ar 
ri 


3406112 3406074 1 39 


gi 


3452396 3452358 1 39 


gi 


3455441 3455403 1 39 


gi 


3456980 3456942 1 39 


gi 


3459995 3459957 1 39 gi 
rain DSM 420 16S ribosomal RNA, complete 
cteria; Actinobacteria; Actinobacteridae 


3502342 3502304 1 39 


gi 


3571097 3571059 1 39 
ribosomal RNA, partial sequence 
Bifidobacteriales; 


gi 


Turi 


258420 Bacteria_16S 


219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
258420 Bacteria_16S 


3377063 33785 
occineae; 
219846647 
16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
258420 Bacteria_16S 


dae; 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
258420 Bacteria_16S 


6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
258420 Bacteria_16S 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
258420 Bacteria_16S 


cella. 


3712191 3712153 1 39 gi 


219846428 


; Actinomycetales; 


occineae 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
258420 Bacteria_16S 


occineae; 
219846642 
tial sequenc 
Act 


occineae 


bacterineae; 


occineae; 
219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
258420 Bacteria_16S 


occineae; 
219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
258420 Bacteria_16S 


occineae; 
219846602 
sequenc 
; Actinomycetales; 


occineae; 
219846528 
3570843 35723 


ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 


omonosporineae; Micromonosporaceae; Pilimelia. 
3333092 3333054 1 39 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 


omonosporineae; Micromonosporaceae; Actinoplanes. 
3354397 3354359 1 39 gi|219846680|ref|NR_026272.1| Brachybacterium 
rain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 


Micrococcineae; 


3357520 3357482 1 39 gi|219846678|ref|NR_026270.1| Brachybacterium 
ain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Brachybacterium. 

3359084 3359046 1 39 gi|219846677|ref|NR_026269.1| Brachybacterium 
in CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Brachybacterium. 

3366737 3366699 1 39 gi|219846672|ref|NR_026264.1| Streptosporangium 
n DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Streptosporangium. 

3377321 3377283 1 39 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 
Dermacoccaceae; Kytococcus. 
ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_026235.1| Arthrobacter ilicis 
85 Arthrobacter ilicis Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_026234.1| Arthrobacter 

e 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae; 


Arthrobacter aurescens 
aurescens Bacteria; 
Arthrobacter. 


3415195 3415157 1 39 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
3430032 3429994 1 39 gi|219846624|ref|NR_026216.1| Corynebacterium 
n CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
3435653 3435615 1 39 gi|219846619|ref|NR_026211.1| Corynebacterium auris 


52 Corynebacterium auris Bacteria; 
Corynebacteriaceae; 


ref|NR_026200.1| Micrococcus lylae 
11 Micrococcus lylae Bacteria; 
Micrococcaceae; Micrococcus. 
ref|NR_026198.1| Arthrobacter agilis 
68 Arthrobacter agilis Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_026197.1| Nesterenkonia halobia 
69 Nesterenkonia halobia Bacteria; 
Micrococcaceae; Nesterenkonia. 
ref|NR_026194.1] Arthrobacter 

e 3459743 3461210 Arthrobacter 
Micrococcineae; 


ref|NR_026166.1| Brevibacterium linens 
72 Brevibacterium linens Bacteria; 
Brevibacteriaceae; Brevibacterium. 
ref|NR_026120.1| Turicella otitidis 

03 Turicella otitidis Bacteria; 


ref|NR_026019.1| Actinoplanes 


auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Actinoplanes. 


258420 Bacteria_ 
philippinensis st 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 
258420 Bacteria_ 
libanotica strain 
libanotica Bacter 
Thermomonosporace 
258420 Bacteria_ 
michiganensis sub 


16S 3713652 3713614 1 39 gi 


rain P-15 16S ribosomal RNA, partial s 


16S 3730077 3730039 1 39 gi 
IFO 14095 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

ae; Actinocorallia. 

16S 3768676 3768638 1 39 gi 

species tessellarius strain 78181 16S 


219846427 
equence 


219846414 
sequence 
Ac 


219846385 
ribosomal 


ref |NR_026018.1 
3713443 37148 
Actinomycetales; 


ref|NR_026005.1 
3729869 37312 
tinomycetales; Streptos 


ref 
RNA, 


NR_025976.1 


5 
Micromonosporineae; 


7 
porangineae; 


partial sequence 


Actinoplanes 
3 Actinoplanes 


Actinocorallia 
2 Actinocorallia 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


258420 Bacteria_ 


norvegica strain 
Bacteria; 


Proteobacteria; 
Thermodesulforhabdus. 

258420 Bacteria_ 
strain 4229 16S r 
Tenericutes; Moll 


Micrococcineae; Microbacteriaceae; 
16S 3776285 3776247 1 39 gi 
Deltaproteobacteria; 
16S 3859497 3859459 1 38 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


Clavibacter. 
219846379 
A8444 16S ribosomal RNA, partial sequenc 
Syntrophob 


219846322 
3859256 38606 


ref|NR_025970.1 


e 37759 


acterales; Syntrophobac 


ref |NR_025912.1 


Thermodesulforhabdus 


78 3777536 Thermodesulforhabdus norvegica 
teraceae; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


258420 Bacteria_16S 4049309 4049271 1 39 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
258420 Bacteria_16S 4050741 4050703 1 39 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

258420 Bacteria_16S 4053693 4053655 1 39 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
258420 Bacteria_ 


strain YIM 90010 


brennaborense Bac 
258420 Bacteria_ 


strain MCRL 0044 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
258420 Bacteria_16S 275539 275506 1 34 gi|265678876|ref|NR_029182.1 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
258420 Bacteria_16S 295313 295280 1 34 gi| 265678863 |ref|NR_029169.1 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
258420 Bacteria_16S 1097362 1097333 12 41 gi|265678311|ref|NR_028613.1 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 109859 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 

258420 Bacteria_16S 1103425 1103400 1 26 gi|265678306|ref|NR_028608.1 


strain D2-18 16S 
Firmicutes; 


Helicobacter. 


258420 Bacteria_16S 


efficiens YS-314 


Bacteria; Actinob 


Corynebacterium. 


258420 Bacteria_16S 


Clost 
258420 Bacteria_16S 
pametensis strain 
pametensis Bacter 


16S 4061197 4061159 1 39 gi 


16S 4109554 4109516 1 39 


bosomal RNA, partial sequence 


gi 


16S 4120218 4120180 1 39 gi 


16S 4237707 4237669 1 
ribosomal RNA, 


39 
complete sequence 


gi 


16S 4243718 42436801 39 


ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 


obscurus DSM 43160 16S ribosomal RNA, partial sequence 


oc 
219846178 
16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 
258420 Bacteria_ 
strain HD9 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
258420 Bacteria_ 
strain KMM 3637 1 


Strept 
219846145 
4109294 41 
io 
219846137 
6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
258420 Bacteria_ 
strain R18165 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
258420 Bacteria_ 
strain C3H-21 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
258420 Bacteria_ 
brennaborense str 


oc 
219846043 
4237444 42389 
no 
219722939 
4243475 42448 


16S ribosomal RNA, partial sequence 264725 26613 


1103152 11046 


ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
1127685 1127652 1 34 gi|253680771|ref|NR_028019.1 

B9A Seymour 16S ribosomal RNA, partial sequence 1127427 112890 

ia; Proteobacteria; Epsilonproteobacteria; Campylobacterales; He 
1256135 1256098 1 38 gi|219857144|ref|NR_024772.1 

16S ribosomal RNA, partial sequence 1255896 12573 

acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
1344095 1344066 12 41 gi|228721038|ref|NR_027601.1 


occineae; 
ref|NR_025768.1 
624 
osporang 
ref|NR_025735.1 
108 
ter 


nibac ineae; Nocardio 


ref|NR_025727.1 


evibacteriac 
NR_025633.1 


occineae; Br 
ref 


mycineae; Ac 
ref 


tinomycetace 
NR_024571.1 


21 Mogibacterium 


Intrasporangiaceae; 


Serinicoccus. 
Nocardiopsis salina 


36 Nocardiopsis salina Bacteria; 
ineae; Nocardiop 


saceae; Nocardiopsis. 
Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 
idaceae; 


Kribbella. 
Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ococcineae; Dermabacteraceae; Brachybacterium. 
16S 35057 35020 1 38 gi|265679040|ref|NR_029348.1| Treponema 
ain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
teria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
16S 264923 264894 12 41 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Streptomyces 
9 Streptomyces 
mycineae; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Helicobacter 

7 Helicobacter 
licobacteraceae; 


Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Geodermatophilus 


1343850 1345331 Geodermatophilus obscurus DSM 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


Geodermatophilus. 


258420 Bacteria_16S 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


258420 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


258420 Bacteria_16S 
CCUG 39779 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
258420 Bacteria_16S 


capitovis strain 
capitovis Bacteri 
Corynebacteriacea 


strain CHO01A 16S 
Proteobacteria; E 


strain MIT 97-507 
Proteobacteria; E 


canadensis strain 
canadensis Bacter 
Helicobacter. 


258420 Bacteria_16S 


strain A3.12 16S 
Proteobacteria; D 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


ridia; 
258420 Bacteria_16S 


258420 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


258420 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


desulfurans strai 
desulfurans Bacte 


258420 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


258420 Bacteria_16S 
ain CCUG 36622 16S ribosomal RNA, partial sequen 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; 


sundsvallense str 


1447209 1447184 1 
Clostridia; 
1463675 1463650 1 


Clostridiales; 


1855504 1855467 1 


1934568 1934543 7 


2292269 2292236 1 


2331502 2331469 1 


2533037 2533000 1 


2562964 25629311 


2654912 2654875 1 


44276 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


2671366 2671333 1 


2702956 2702919 1 


2845944 2845919 1 


Clostridiales; 
3207294 3207257 1 


Corynebacteriaceae; Corynebacterium. 


258420 Bacteria_16S 
in CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


bizzozeronii stra 


Helicobacter. 


258420 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; 


pilosum Bacteria; 


Lactobacillales; 
258420 Bacteria_16S 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetal 


3211782 3211749 1 


3305852 3305831 7 


3434223 3434186 1 


Corynebacteriaceae; Corynebacterium. 


258420 Bacteria_16S 


strain MIT 95-170 
Bacteria; 


3634761 3634728 1 


3646947 3646914 1 


3697121 3697088 1 


26 


P9a-h 16S ribosomal RNA, partial sequence 
Clostridiales; 


26 


ibosomal RNA, partial sequence 
Clostridiales Family XIII. 
1788270 1788241 12 
n BC448 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


41 


38 


32 


ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
258420 Bacteria_16S 


34 


5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
258420 Bacteria_16S 
NLEP-16143 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Epsilonproteobacteria; 


34 


38 


ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; 
258420 Bacteria_16S 
rain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
cteria; Proteobacteria; Epsilonproteobacteria; C 


34 


38 


34 


6S ribosomal RNA, partial sequence 2671138 26725 
psilonproteobacteria; Campylobacterales; 
258420 Bacteria_16S 


38 


n St55B 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


Dein 
26 


7 16S ribosomal RNA, partial sequence 
ridia; 


Clostrid 
38 


34 


28 


6S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillaceae; 


38 


34 


7 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
258420 Bacteria_16S 
strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
258420 Bacteria_16S 


34 


34 


gi| 224581422 


gi|224581410 
1463419 14648 
gi|219878343 


219878297 
sequence 


gi 


gi|219878238 
1934336 19357 


219857536 
22920 


gi 


gi|219857508 


gi|219857355 
2532800 25342 


gi| 219857335 


gi|219857221 


Actinomyce 
gi| 219857208 


Helicob 
gi| 219857186 
ococci; 

gi 


Thermales; 
219856893 
28456 
iales Family XIII. 

gi| 219846783 


219846780 
sequenc 


gi 
gi|219846717 


Lactobacillus. 
gi|219846620 


219846482 
36345 


gi 


gi|219846473 
3646715 36481 
Helicob 
219846438 


gi 


Actinomycetales; 


inomycetales; 


Campylobacteraceae; 


Helicobacteraceae; 


Actinomycetales; 


Campylobacterales; 


ref|NR_027203.1| Mogibacterium 


1446932 1448409 Mogibacterium neglectum 
Clostridiales Family 


XIII. Incertae Sedis; 
ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; Mogibacterium. 
ref|NR_025482.1] Blastococcus 

1788037 1789519 Blastococcus 
Frankineae; Geodermatophilaceae; 


Mogibacterium diversum 
diversum Bacteria; 


ref |NR_025436.1| Corynebacterium 
1855266 1856599 Corynebacterium 
Corynebacterineae; 


ref|NR_025377.1| Campylobacter hominis 
49 Campylobacter hominis Bacteria; 
Campylobacter. 
ref|NR_025124.1| Helicobacter aurati 
20 2293474 Helicobacter aurati Bacteria; 
Helicobacter. 
ref|NR_025096.1| Helicobacter 

2331268 2332724 Helicobacter 


Campylobacterales; Helicobacteraceae; 


ref|NR_024943.1| Peredibacter starrii 
56 Peredibacter starrii Bacteria; 
Peredibacter. 

NR_024923.1| Helicobacter 


ref 


ampylobacterales; Helicobacteraceae; 
ref|NR_024849.1| Corynebacterium 
2654667 2656138 Corynebacterium 
tales; Corynebacterineae; 
ref |NR_024836.1| Helicobacter ganmani 
55 Helicobacter ganmani Bacteria; 
acteraceae; Helicobacter. 
ref|NR_024814.1| Oceanithermus 
2702689 2704071 Oceanithermus 
Thermaceae; Oceanithermus. 
ref|NR_024712.1| Mogibacterium vescum 
66 2847142 Mogibacterium vescum Bacteria; 
Incertae Sedis; Mogibacterium. 
ref|NR_026375.1| Corynebacterium 
ce 3207052 3208519 Corynebacterium 
Corynebacterineae; 


ref |NR_026372.1| Helicobacter 
e 3211554 3212974 Helicobacter 
Helicobacteraceae; 


Lactobacillus oris 
oris Bacteria; 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026212.1| Corynebacterium 
3433993 3435373 Corynebacterium 

es; Corynebacterineae; 

ref|NR_026074.1| Helicobacter rodentium 

29 3635951 Helicobacter rodentium 

s; Helicobacteraceae; Helicobacter. 

ref|NR_026065.1| Helicobacter salomonis 

55 Helicobacter salomonis Bacteria; 

acteraceae; Helicobacter. 


ref|NR_026029.1| Helicobacter trogontum 


strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter trogontum Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Helicob 


acteraceae; Helicobacter. 


258420 Bacteria_16S 


strain Hh-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


258420 Bacteria_16S 
strain ATCC 29543 
Bacteria; 
258420 Bacteria_16S 


3801875 3801842 1 


3817212 3817179 1 


3818735 3818702 1 


34 


34 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


34 


strain 165 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


258420 Bacteria_16S 


3821797 38217641 


34 


strain ST1 16S ribosomal RNA, partial sequence 


gi| 219846361 


gi|219846351 


gi| 219846350 
3818485 38199 


gi| 219846348 
3821543 38230 


3801626 3803095 Helicobacter 
Helicobacteraceae; 


Helicobacteraceae; 


ref|NR_025952.1 


ref |NR_025942.1 


ref|NR_025941.1 
57 Helicobacter 


ref |NR_025939.1 


Helicobacter hepaticus 


hepaticus Bacteria; 
Helicobacter. 


Wolinella succinogenes 


3816954 3818434 Wolinella succinogenes 


Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 
Helicobacter. 


Helicobacter muridarum 


20 Helicobacter muridarum Bacteria; 


Proteobacteria; E 


psilonproteobacteria; Campylobacterales; 


Helicobacteraceae; 


258420 Bacteria_16S 


3826376 3826343 1 


34 


strain CS1 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


258420 Bacteria_16S 
aggregatus strain 


Blastococcus. 
258420 Bacteria_16S 


strain NRRL B-16327 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


258420 Bacteria_16S 


lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 
lechevalierae Bacteria; Actinobacteria; Actinobacterida 
Glycomyces. 


Glycomycetaceae; 
258420 Bacteria_16S 


cyanea strain NA134 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 
258420 Bacteria_16S 


azurea strain NA128 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 
258420 Bacteria_16S 


strain M069 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


258420 Bacteria_16S 


sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 
sulfidoxydans Bacteria; Actinobacteria; Actinobacterida 
Pseudonocardia. 


Pseudonocardiaceae; 
258420 Bacteria_16S 


haemolytica strain A 0404 16S ribosomal RNA, partial sequence 


haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteria 
258420 Bacteria_16S 104747 104707 1 41 gi| 265678993 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 10448 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
258420 Bacteria_16S 109215 109179 1 37 gi| 265678989 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocur 


Actinobacteridae; 
258420 Bacteria_16S 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Arthrobacter. 
258420 Bacteria_16S 


3839876 3839847 12 


4031092 4031063 12 


4034196 4034167 12 


232 208 17 


1771 1747 17 


45538 45514 17 


71413 71389 17 


87783 87759 1 


133792 133764 11 


171827 171800 1 


41 


B15 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


41 


41 


41 


41 


41 


41 


25 


Actinomycetales; Micrococcineae; Micrococcaceae 


39 


28 


strain PB 1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
258420 Bacteria_16S 207066 207026 1 41 gi| 265678924 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequenc 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
258420 Bacteria_16S 225374 225350 17 41 gi| 265678912 
strain 2502 16S ribosomal RNA, partial sequence 225125 22658 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
258420 Bacteria_16S 296832 296808 17 41 gi| 265678862 
strain F 628 16S ribosomal RNA, partial sequence 296587 29794 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
258420 Bacteria_16S 316494 316470 1 25 gi| 265678849 


strain MK (Kaplan) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 


fever group. 
258420 Bacteria_16S 


320965 320925 1 


41 


gi|219846345 
3826129 38276 


219846335 
38396 


gi 


219846202 

40308 
Glyc 

219846200 


gi 
sequence 


gi 


gi| 265679063 
sequence 1 


265679062 
1539 


gi 
sequence 


gi| 265679033 
45374 46777 


gi| 265679016 


gi| 265679004 


265678973 
13354 
Micr 


gi 


gi| 265678948 
171556 17300 


31628 


Helicobacteraceae; 


Frankineae; 


e; Actinomycetales; 


e; Actinomycetales; 


ref |NR_025935.1 
02 Helicobacter 


ref|NR_025925.1 


ref |NR_025792.1 
omycineae; 
ref|NR_025790.1 
403395 


ref |NR_029371.1 
1489 


ref |NR_029370.1 
3029 


ref |NR_029341.1 
Mycobacterium 
eae; Mycobacteri 
ref |NR_029324.1 
71176 72680 
Pseudo 


ref |NR_029312.1 

87607 88985 
les; Flavobacter 
ref |NR_029301.1 
6 105949 Thermo 
naerobacteraceae 
ref |NR_029297.1 
ia varians Bacte 
; Kocuria. 
ref |NR_029281.1 
6 135015 Arthro 
ococcineae; Micr 
ref |NR_029256.1 
ibrio. 
ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacteri 
ref |NR_029168.1 
9 Mycobacterium 
eae; Mycobacteri 
ref|NR_029154.1 
2 317695 Ricket 
e; Rickettsieae; 


gi| 265678846 


thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


Helicobacter. 


Helicobacter felis 


felis Bacteria; 
Helicobacter. 


Blastococcus 


32 3841072 Blastococcus aggregatus 
Geodermatophilaceae; 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 
Glycomycetaceae; 


Glycomyces. 
Glycomyces 
0 4035456 Glycomyces 


Glycomycineae; 


Saccharomonospora 


Saccharomonospora cyanea 
Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora 


Saccharomonospora azurea 
Pseudonocardineae; Pseudonocardiaceae; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Pseudonocardia 
Pseudonocardia 
nocardineae; 


Capnocytophaga 

Capnocytophaga 

iaceae; Capnocytophaga. 

Thermoanaerobacter 

anaerobacter wiegelii 

; Thermoanaerobacter. 
Kocuria varians strain 

ria; Actinobacteria; 


Arthrobacter 
bacter ureafaciens 


ococcaceae; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Clostridium 
Clostridium 
stridium. 
Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


ref |NR_029151.1 
320691 322234 


Bacillus 
Bacillus 


258420 Bacteria_16S 


strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 


258420 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


258420 Bacteria_16S 
ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


258420 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


258420 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


258420 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


258420 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


258420 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


258420 Bacteria_16S 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


258420 Bacteria_16S 


strain FI-0169 16 
Actinobacteria; A 
Mycobacterium avi 


258420 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


258420 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


258420 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


258420 Bacteria_16S 


holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 


258420 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


258420 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


258420 Bacteria_16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


258420 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


258420 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


258420 Bacteria_16S 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


333446 333422 17 41 gi 
16S ribosomal RNA, partial sequence 


339707 339667 1 41 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
449404 449380 17 41 


gi 
Pediococ 


gi 


ae; Saccharothrix. 


acteria; Actinobacteridae; Actinomycet 


530447 530423 17 41 

S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
um complex (MAC). 

535039 535015 1 25 
ribosomal RNA, partial sequence 


gi 


gi 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

713590 713566 17 41 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


258420 Bacteria_16S 


773845 773821 17 41 


gi 


acteria; Actinobacteridae; Actinomycet 


265678838 
33324 
ales; 


265678831 


339450 34088 


cus. 
265678755 
al sequenc 


ales; Pseu 


265678698 


530243 53169 


nebacterin 


265678695 


534808 53626 


631874 63335 


683287 68472 


Clostridiu 
265678573 
ce 71335 
ales; Cory 


265678530 


Cory 


e; Actinomycet 


ref |NR_029143.1 
5 334704 Mycoba 
nebacterineae; M 


Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


ref |NR_029136.1| Pediococcus parvulus 
5 Pediococcus parvulus Bacteria; 


ref|NR_029060.1| Saccharothrix 
e 449186 450615 Saccharothrix 
ales; Pseudonocardineae; 


466149 466113 1 37 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

475396 475356 1 41 gi| 265678734 |ref|NR_029039.1| Lactobacillus 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

501569 501529 1 41 gi|265678717|ref|NR_029022.1| Bacillus indicus 
ibosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
lales; Bacillaceae; Bacillus. 

506145 506121 17 41 gi|265678714|ref|NR_029019.1| Pseudonocardia 

DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 

510661 510621 1 41 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
osomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
lales; Bacillaceae; Geobacillus. 

522846 522822 17 41 gi|265678703|ref|NR_029008.1| Pseudonocardia 
ain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 


donocardineae; Pseudonocardiaceae; 
ref|NR_029003.1 
4 Mycobacterium 


eae; Mycobacteri 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


ref|NR_029000.1| Arcicella aquatica 
7 Arcicella aquatica Bacteria; 


hingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

538112 538072 1 41 gi|265678693|ref|NR_028998.1| Mycobacterium 
train WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

550380 550340 1 41 gi|265678685|ref|NR_028990.1| Lactobacillus 
ain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

617048 617024 17 41 gi|265678640|ref|NR_028945.1| Mycobacterium 

1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

629110 629070 1 41 gi|265678631|ref|NR_028936.1| Roseospira marina 

ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
lphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

632128 632088 1 41 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

641334 641306 11 39 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
rain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
esterenkonia. 

647574 647538 1 37 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
somal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

683542 683502 1 41 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 
m. 
ref |NR_028878.1 
9 714869 Mycoba 
nebacterineae; M 


Mycobacterium 
cterium botniense 
ycobacteriaceae; 


ref|NR_028834.1| Prauserella alba 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


258420 Bacteria_16S 
strain J72 16S ri 


789217 789193 17 


258420 Bacteria_16S 810715 810691 17 
montefiorense str 
montefiorense Bac 
Mycobacteriaceae; Mycobacterium. 

258420 Bacteria_16S 815321 815297 17 
zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 
258420 Bacteria_16S 
strain K24 16S ri 


860865 860841 17 


258420 Bacteria_16S 
ruestringensis st 
ruestringensis Bacteria; 
258420 Bacteria_16S 890996 890960 11 
strain Z-7191 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Halanaerobiales; 
258420 Bacteria_16S 904843 904803 1 
siderophilus stra 
siderophilus Bacteria; 
Thermoanaerobacter. 
258420 Bacteria_16S 
strain LSv21 16S 
Proteobacteria; D 
258420 Bacteria_16S 


863962 863938 1 


Bacteroidetes; 


Firmicutes; 


921960 921936 1 
ribosomal RNA, partial 


940435 940411 1 


strain DSM 2588 16S ribosomal RNA, partial sequence 940206 94166 


Bacteroidetes; Sphingobacteria; 
258420 Bacteria_16S 959064 959024 1 


selenitireducens strain MLS10 16S ribosomal RNA, partia 


selenitireducens Bacteria; Firmicutes; B 
258420 Bacteria_16S 963649 963609 1 


strain Y9 16S rib 


258420 Bacteria_16S 
japonensis strain 
Bacteria; Bacteroidetes; Sphingobacteria 
258420 Bacteria_16S 1160962 1160938 17 
multipartita DSM 


1061412 1061388 1 


Nakamurella. 
258420 Bacteria_16S 
stercorihominis D 
stercorihominis DSM 17244 Bacteria; 
258420 Bacteria_16S 
acetiphilus DSM 1 
12809 Bacteria; Deferribacteres; 
258420 Bacteria_16S 1248715 1248691 1 
NS12 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
258420 Bacteria_16S 
AT1047 16S riboso 
Flavobacteria; Flavobacteriales; 
258420 Bacteria_16S 
strain AT1013 16S ribosomal RNA, partial 
Bacteroidetes; Flavobacteria; Flavobacte 
258420 Bacteria_16S 1313357 13133171 
brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii su 
Thermoanaerobacterales; 
258420 Bacteria_16S 
schleiferi subsp. 
Staphylococcus schleiferi sub 
258420 Bacteria_16S 1339395 13393711 
gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 
258420 Bacteria_16S 1419371 1419331 1 
strain TH-23 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacillaceae; 


1182223 1182199 1 


1195819 1195795 1 


1272749 1272725 1 


1274171 1274147 1 


1318031 1317991 1 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


mal RNA, partial sequence 


bsp. 
Thermoanaerobacteraceae; 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Flavobacteriaceae; 


brockii Bacteria; 
Thermoanaerobact 
41 gi|228715349 
RNA, part 


25 


41 
sequence 


Bacillus. 


ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


rain Bl 16S ribosomal RNA, partial seq 


in SR4 16S ribosomal RNA, partial sequ 
Clostridia; 


eltaproteobacteria; Desulfobacterales; 


758 16S ribosomal RNA, partial sequen 


44233 16S ribosomal RNA, partial seque 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


SM 17244 16S ribosomal RNA, partial se 


2809 16S ribosomal RNA, partial sequen 


Sphingobacteriales; Flexibacteraceae; 


coagulans strain GA 211 16S ribosomal 
sp. coagulans Bacteria; Firmicutes; Bacillales; 


gi 


train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


gi 


228721340 
sequence 
oteobacter 


Firmicutes; 


224581445 


Clostridia; 


41 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
789013 790486 Gordonia sinesedis Bacteria; 
nebacterineae; Gordoniaceae; Gordonia. 
41 gi|265678505|ref|NR_028808.1| Mycobacterium 
rtial sequence 810468 811984 Mycobacterium 
e; Actinomycetales; Corynebacterineae; 
41 gi|265678502|ref|NR_028805.1| Pseudonocardia 
ence 815109 816530 Pseudonocardia zijingensis 
ales; Pseudonocardineae; Pseudonocardiaceae; 
41 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
860647 862130 Amycolatopsis sacchari Bacteria; 
donocardineae; Pseudonocardiaceae; Amycolatopsis. 
25 gi| 265678469 |ref|NR_028772.1| Muricauda 
uence 863710 865135 Muricauda 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
47 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
sequence 890778 892197 Orenia sivashensis Bacteria; 
Halobacteroidaceae; Orenia. 
41 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
ence 904558 906118 Thermoanaerobacter 
Thermoanaerobacterales; Thermoanaerobacteraceae; 
25 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Desulfobacteraceae; Desulfofrigus. 
25 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
3 Chitinophaga pinensis Bacteria; 
Sphingobacteriales; Chitinophagaceae; Chitinophaga. 
41 gi|265678405|ref|NR_028707.1| Bacillus 
1 sequence 958824 960272 Bacillus 
acillales; Bacillaceae; Bacillus. 
41 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
963457 964882 Nocardia cerradoensis Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 
25 gi|265678336|ref|NR_028638.1| Chitinophaga 
ce 1061167 1062648 Chitinophaga japonensis 
; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 
41 gi|228721225|ref|NR_027604.1| Nakamurella 
nce 1160739 1162206 Nakamurella multipartita DSM 
omycetales; Frankineae; Nakamurellaceae; 
25 gi|228717350|ref|NR_027562.1| Anaerofustis 
quence 1181973 1183434 Anaerofustis 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
25 gi|228715574|ref|NR_027535.1| Denitrovibrio 
ce 1195565 1197080 Denitrovibrio acetiphilus DSM 
Deferribacterales; Deferribacteraceae; Denitrovibrio. 
25 gi|219857416|ref|NR_025004.1| Runella zeae strain 
1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Runella. 
25 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Sejongia. 
25 gi|219846219|ref|NR_025809.1| Sejongia antarctica 
sequence 1273959 1275312 Sejongia antarctica Bacteria; 
riales; Flavobacteriaceae; Sejongia. 
41 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
16S ribosomal RNA, partial sequence 1313094 1314606 


er. 

ref|NR_027521.1| Staphylococcus 

ial sequence 1317758 1319249 

Staphylococcus. 

ref|NR_027605.1| Magnetospirillum 
1339181 1340623 Magnetospirillum 

ia; Rhodospirillales; Rhodospirillaceae; 

ref|NR_027227.1| Bacillus infernus 


1419106 1420613 Bacillus infernus Bacteria; 


258420 Bacteria_16S 
milosensis strain 
Bacteria; Firmicutes; 
258420 Bacteria_16S 

strain CCM 132 16 


258420 Bacteria_16S 
strain OMZ833 16S 
Spirochaetes; Spi 


Bacillales; 


1441048 1441008 1 


1460560 1460524 1 


1522445 1522425 19 


41 


SH714 16S ribosomal RNA, partial sequ 
Bacillaceae; 


37 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


39 


ribosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Treponema. 


224581427 
ence 14407 
Filobacillus. 

gi|224581412 
1460297 14618 


gi 


gi| 219857543 
1522207 15236 


ococcineae 


258420 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


258420 Bacteria_16S 


papyrosolvens DSM 
2782 Bacteria; Fi 


258420 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


258420 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


258420 Bacteria_16S 


echinoides strain 
echinoides Bacter 


258420 Bacteria_16S 


strain DSM 44222 
Actinobacteria; A 


258420 Bacteria_16S 


strain DSM 44515 
Actinobacteria; A 


258420 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


258420 Bacteria_16S 


decolorationis st 
decolorationis Ba 


258420 Bacteria_16S 


molinativorax str 
molinativorax Bac 
Microbacteriaceae 


258420 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


258420 Bacteria_16S 


strain SE3104 16S 
Proteobacteria; A 


258420 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


258420 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


258420 Bacteria_16S 


joostei strain LM 
joostei Bacteria; 


258420 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


258420 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


258420 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


1537667 1537643 17 41 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1576822 1576782 1 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 
1631681 1631657 1 25 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1634803 1634763 1 41 gi 
n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1703494 1703454 1 41 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1727754 1727730 17 41 gi 


1 


41 gi 
en 
lo 


en 


ce 
co 


s 
a; 


ctinobacteridae; Actinomycetales; Coryne 


1729293 1729269 17 41 gi 


ctinobacteridae; Actinomycetales; Cory 
1730805 1730781 17 41 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
1802042 1802002 1 41 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1834145 1834109 1 37 gi 
ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 

1841883 1841843 1 41 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1851057 1851017 1 41 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
1856921 1856881 1 41 gi 


ne 


s 


ia 
ac 
ue 
e; 


v 


gi 


gi 


Rh 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 
1911579 1911539 1 41 


oc 


lales; Planococcaceae; Ureibacillus. 
1919325 1919301 1 25 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1923855 192383117 41 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

1949844 1949820 17 41 gi 
in LM 141 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

1969428 1969404 1 25 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


ue 
ct 


qu 
A 


eq 
er 


258420 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


1972354 19723141 41 gi 


es; 


219857377 
sequence 
Actinomyc 


219846510 


ce 15765 


ce 16314 


v 


16345 
ccus. 


219878405 


equence 


equence 


Actinomyc 


219878334 
1 sequen 


eae; Bac 


219878312 


nce 


219878307 
1841624 18431 


219878301 
1850849 18521 


odospiri 


219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


cus. 


219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


219878248 


nce 
eriales; 


219878245 


ence 
ctinomyc 


219878228 


uence 


219878215 


uence 
ia; 


219878213 


ibosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


stridiac 
219878455 


Erysip 
219878453 


Rhizobi 
219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
bacterin 
219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
bacterin 
219878387 


Actinomycet 


Actinomy 


Rhod 


ref|NR_027209.1 
88 1442278 Filoba 


ref |NR_027193.1 


7 Mi 
ref 


crococcaceae 
NR_025131.1 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_026102.1 
77 1578067 Clostr 
eae; Clostridiu 
ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025592.1 
30 1635961 Planoc 


ref|NR_025544.1 
1703281 170468 
ales; Methylocys 
ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref |NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025451.1 
1833888 183531 
ales; Microc 


ref|NR_025446.1 


ref |NR_025440.1 
llaceae; Roseosp 
ref |NR_025435.1 
69 Trichococcus 


ref |NR_025394.1 
21 Ureibacillus 


ref |NR_025387.1 
1919085 192055 
Flavobacteriace 
ref |NR_025384.1 
1923611 192512 
etales; Pseudono 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


ref|NR_025354.1 
1969231 197053 
ospirillales; Rh 


Filobacillus 
cillus milosensis 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Treponema parvum 


91 Treponema parvum Bacteria; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Clostridium 
idium papyrosolvens DSM 


mM. 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Planococcus 
occus maitriensis 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 
Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Bacillus 
0 Bacillus 


Gulosibacter 
7 Gulosibacter 


occineae; 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Trichococcus palustris 


palustris Bacteria; 


Ureibacillus terrenus 


terrenus Bacteria; 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


ref|NR_025352.1 


Clostridium akagii 


1972100 1973591 Clostridium akagii Bacteria; 
Clostridium. 


258420 Bacteria_ 


smegmatis strain 


smegmatis Bacteri 
Mycobacteriaceae; 
258420 Bacteria_ 
elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 
258420 Bacteria_ 


strain TF-11 16S 
Firmicutes; 


poriferae strain 


poriferae Bacteria; Acti 
Mycobacteriaceae; Mycobacterium. 
258420 Bacteria_ 
strain ATCC 51384 16S ribosomal 
Actinobacteria; Actinoba 
258420 Bacteria_ 


strain YIM 90001 


Actinobacteria; Actinoba 
258420 Bacteria_ 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 


Desulfovibrio. 


258420 Bacteria_ 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiaceae; 
258420 Bacteria_ 
strain 105 16S ri 
Tenericutes; Moll 
258420 Bacteria_ 
galactanivorans s 
galactanivorans Bacteria; 
258420 Bacteria_ 
strain LMG11607 1 


Bacteroidetes; 


strain KCTC 3666 
Firmicutes; 


258420 Bacteria_ 
strain M432/72 16 
Tenericutes; Moll 
258420 Bacteria_ 


strain DSM 12272 
Firmicutes; 


subsp. 
subtilis subsp. 


Firmicutes; 


Bacillales; 
258420 Bacteria_ 


Flavobacteria; 
258420 Bacteria_ 
peptidivorans str 
peptidivorans Bacteria; 
258420 Bacteria_ 


Bacil 


Clostridia; 
258420 Bacteria_16S 
spizizenii 


16S 2033432 2033408 17 


Mycobacterium. 
16S 2052121 2052097 17 


Mycobacterium. 

16S 2125253 2125213 1 
ribosomal RNA, 
Bacillaceae; 
16S 2132764 2132740 17 
ATCC 35087 16S 


16S 2135795 213577117 


16S 2149409 2149385 17 


16S 2162898 2162874 1 


Proteobacteria; 


16S 2166010 2165986 17 


Pseudonocardia. 


16S 2278676 2278652 1 


16S 2392150 2392126 1 


Bacteroidetes; 


16S 2407317 2407293 1 


16S 2434716 2434676 1 


Firmicutes; 


16S 2449966 2449926 1 


16S 2489112 2489088 1 


16S 2529996 2529956 1 


Clostridiales; 
2550644 2550604 1 


2558379 2558339 1 
Clostridiales; 


2593736 2593712 17 


2609052 2609028 17 


Pseudonocardiaceae; Amycolatopsis. 


258420 Bacteria_16S 


strain DSM 43194 


2610621 2610597 17 


2616897 2616857 1 


Firmicutes; 
2621449 2621409 1 


ATCC 19420 16S ribosomal RNA, 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


DSM 44368 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


ribosomal RNA, 
nobacteria; Actinobacteridae; Actinomycet 


Flavobacteriales; 


Clostridia; 


Firmicutes; 


ibosomal RNA, partial sequence 
Clostridia; 
258420 Bacteria_16S 

strain FI-25796 1 


41 


41 


41 


partial sequence 
Bacillus. 


41 


41 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterin 


41 


16S ribosomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardin 


25 


Deltaproteobacteria; 


41 


s strain SL-1 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 


25 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


25 


train Dsij 16S ribosomal RNA, partial 
Flavobacteria; Flavobact 


25 


6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteriaceae 


41 


ain TMC4 16S ribosomal RNA, partial sequence 
Clostridiales; 


41 


16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyella. 


25 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


41 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


41 


strain NRRL B-23049 16S ribosomal RNA, 
spizizenii Bacteria; 
258420 Bacteria_16S 
strain SR12 16S r 


41 


Eubacteriaceae; 


41 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
258420 Bacteria_16S 
thermoflava strai 
thermoflava Bacte 


41 


n N1165 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


41 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
258420 Bacteria_16S 
selangorensis str 
selangorensis Bacteria; 
258420 Bacteria_16S 


41 


ain LMG 17710 16S ribosomal RNA, partial 
Lactobacillales; 


41 


partial 


partial 


partial 


Bacillales; 


219878172 
sequence 


gi 


219878157 
sequence 


gi 


gi|219857651 
2125001 21265 


219857646 
sequence 


gi 


219857644 
21355 


gi 


gi| 219857635 


gi|219857626 


Des 


219857624 
sequenc 


gi 


gi| 219857547 
2278443 22799 


219857465 
sequence 


gi 


gi] 219857455 


gi| 219857431 
cl 


gi|219857419 


gi| 219857390 
2488881 24903 


gi|219857357 


219857343 
partial 

Baci 
gi| 219857338 
2558106 25596 


gi 


219857272 


gi 


gi] 219857259 


gi|219857258 


gi] 219857254 


Actinomycetales; 


Actinomycetales; 


sequence 2616635 261812 
Lactobacillaceae; 


ref|NR_025311.1 


ref |NR_025296.1 


ref |NR_025240.1 


ref|NR_025235.1 
132540 213398 


ales; 


ND 


ref |NR_025233.1 
eae; 
ref|NR_025224.1 
eae; 
ref|NR_025215.1 
162629 216416 
ulfovibrionales; 


ND 


ref |NR_025213.1 
e 2165786 216722 


ref|NR_025135.1 


ref|NR_025053.1 

2391886 239336 
eriales; 
ref |NR_025043.1 


; Riemerella. 
ref|NR_025019.1 
2434473 243595 
ostridiaceae; Cl 
ref |NR_025007.1 


ref|NR_024978.1 


ref|NR_024945.1 


ref |NR_024931.1 
sequence 255039 
llaceae; Bacillu 
ref |NR_024926.1 


ref |NR_024903.1 
10 Mycobacterium 
Mycobacteri 
ref |NR_024890.1 

2608828 261032 
Pseudono 
ref|NR_024889.1 
Pseudonocar 
ref|NR_024885.1 


Paralactob 


gi|219857251 


Flavobacteriaceae; 


Mycobacterium 


2033216 2034702 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


2051875 2053391 Mycobacterium 
Corynebacterineae; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium brumae 


74 2137022 Mycobacterium brumae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Desulfovibrio 

3 Desulfovibrio 
Desulfovibrionaceae; 


Pseudonocardia 
9 Pseudonocardia 


tinomycetales; Pseudonocardineae; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Zobellia 
8 Zobellia 
Zobellia. 
Riemerella columbina 


26 Riemerella columbina Bacteria; 


Clostridium 

3 Clostridium 
ostridium. 
Laceyella putida 


92 Laceyella putida Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 
Clostridium. 


Bacillus subtilis 

4 2551802 Bacillus 

Ss. 

Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 
Eubacterium. 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Paralactobacillus 

9 Paralactobacillus 
acillus. 


ref|NR_024881.1 


Planomicrobium 


mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 


Bacteria; 


Firmicutes; 


Bacillales; 


Planococcaceae; 


Planomicrobium. 


258420 Bacteria_16S 2633615 2633575 1 41 gi|219857236|ref|NR_024864.1 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 263479 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
258420 Bacteria_16S 2722431 27223911 41 gi|219857173|ref|NR_024801.1 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

258420 Bacteria_16S 2758330 2758306 1 25 gi| 219857147 |ref|NR_024775.1 


agariperforans strain KMM 3525 16S ribosomal RNA, parti 
agariperforans Bacteria; 
Reichenbachiella. 
258420 Bacteria_16S 
strain GTC 854 16 
Bacil 
258420 Bacteria_16S 
glycanilyticus strain DS-1 16S ribosomal RNA, partial s 
glycanilyticus Bacteria; 
258420 Bacteria_ 


Firmicutes; 


haemolyticum Bacteria; 
258420 Bacteria_ 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

16S 2792909 2792869 1 41 gi|219857121|ref|NR_024749.1 

haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 279412 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 

16S 2797366 2797342 17 41 gi|219857118|ref|NR_024746.1 

strain IFO 15962 16S ribosomal RNA, partial sequence 279714 


minutisporangium 


Cryptosporangium minutisporangium Bacte 


Frankineae; 


Firmicutes; 


258420 Bacteria_ 
delphini strain ATCC 49171 16S ribosomal RNA, partial s 
delphini Bacteria; 
258420 Bacteria_ 
strain JaH 16S ribosomal RNA, partial sequence 
Bacil 


Firmicutes; 


258420 Bacteria_ 
strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 
258420 Bacteria_16S 3021246 3021206 1 41 gi| 219846909 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 30224 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 
258420 Bacteria_16S 3028836 3028796 1 41 gi|219846904 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; C 
258420 Bacteria_16S 3092279 3092243 1 37 gi| 219846860 


Bacteroidetes; Sphingobacteria; 


16S 2870744 2870704 1 41 


gi 
lales; Bacillaceae; Bacillus. 
16S 2913644 2913604 1 41 gi 
Firmicutes; 
16S 


Bacillales; 


2983354 29833141 41 


gi 


al 


2768778 2768738 1 41 gi| 219857138 
S ribosomal RNA, partial sequence 2768556 27700 
lales; Bacillaceae; Bacillus. 

2777993 2777953 1 41 gi|219857131 


equence 


219856877 
6S ribosomal RNA, partial sequence 2870477 28720 


219856847 
equence 

Staphylococcus. 
219846934 
2983106 29845 


lales; Bacillaceae; Bacillus. 
16S 3004743 3004703 1 41 gi| 219846920 
6 16S ribosomal RNA, partial sequence 30045 


sequenc 


ria; Actinobacteria; 
Cryptosporangiaceae; Cryptosporangium. 
258420 Bacteria_ 
strain DSM11031 1 
Bacil 


Sphingobacteriales; 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


3092041 30935 


e 2758107 275950 


ref 


NR_024766.1 


ref|NR_024759.1 
2777747 277920 


ref |NR_024696.1 


ref|NR_024666.1 
2913371 291486 


ref |NR_026526.1 


ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026501.1 


NR_026496.1 
3 
lostridiaceae; 
NR_026452.1 


; Micrococcaceae 


258420 Bacteria_16S 3173832 3173792 1 41 gi| 219846805 |ref|NR_026397.1 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermo 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 
258420 Bacteria_16S 3198335 3198295 1 41 gi| 219846789 |ref|NR_026381.1 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 319956 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

Magnetospirillum. 

258420 Bacteria_16S 3204243 3204223 19 39 gi| 219846785 |ref|NR_026377.1 


strain HA2P 16S ribosomal RNA, partial sequence 


Spirochaetes; 
258420 Bacteria_16S 
strain DSM 3662 1 
Firmicutes; Clostridia; 
258420 Bacteria_16S 

paludosum strain 
paludosum Bacteria; 
258420 Bacteria_16S 
strain DSM 4132 1 
Firmicutes; Clostridia; 
258420 Bacteria_16S 

wieringae strain 
wieringae Bacteria; 
258420 Bacteria_16S 
strain DSM 1030 1 
Firmicutes; Clostridia; 
258420 Bacteria_16S 


Spirochaetales; 


Clostridiales; 


3278316 3278276 1 
DSM 8237 16S ribosomal RNA, partial sequence 
Firmicutes; 

3279835 3279795 1 
6S ribosomal RNA, partial sequence 3279583 32810 


Clostridiales; 


3282879 3282839 1 
DSM 1911 16S ribosomal RNA, partial sequence 
Firmicutes; 

3284403 3284363 1 
6S ribosomal RNA, partial sequence 3284145 32856 


Clostridiales; 


3285912 3285872 1 


Clostridia; 


Clostridia; 


Spirochaetaceae; Treponema. 
3273779 3273739 1 
6S ribosomal RNA, partial sequence 3273522 32749 


3204032 32054 


Planomicrobium 
1 Planomicrobium 


Alicyclobacillus 
lobacillus pomorum 


Reichenbachiella 
5 Reichenbachiella 


Flammeovirgaceae; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Paenibacillus 
8 Paenibacillus 


Clostridium 
8 Clostridium 
stridium. 
Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Staphylococcus 
3 Staphylococcus 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Thermoanaerobacter 

anaerobacter mathranii 

; Thermoanaerobacter. 
Magnetospirillum 

3 Magnetospirillum 

Rhodospirillaceae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


41 gi| 219846738 |ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 
Eubacteriaceae; Eubacterium. 
41 gi|219846735|ref|NR_026327.1| Acetobacterium 
3278074 3279532 Acetobacterium 
Clostridiales; Eubacteriaceae; Acetobacterium. 
41 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
Eubacteriaceae; Acetobacterium. 
41 gi|219846732|ref|NR_026324.1| Acetobacterium 
3282621 3284094 Acetobacterium 
Clostridiales; Eubacteriaceae; Acetobacterium. 
41 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
Eubacteriaceae; Acetobacterium. 
41 gi|219846730|ref|NR_026322.1| Clostridium pascui 


strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 


Firmicutes; Clostridia; 


Clostridiales; 


Clostridiaceae; 


Clostridium. 


258420 Bacteria_16S 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
258420 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


strain DSM 44183 


strain DSM 20748 
Firmicutes; Bacil 


258420 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


258420 Bacteria_16S 


strain DSM 20032 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


258420 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


258420 Bacteria_16S 
cangingivalis strain VPB 4874 16S ribosomal RNA, partia 


cangingivalis Bac 


258420 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


258420 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


258420 Bacteria_16S 


strain 1066 16S r 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


258420 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


258420 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


258420 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


258420 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


258420 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


258420 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


258420 Bacteria_16S 


strain Wai33 16S 
Deinococcus-Therm 


258420 Bacteria_16S 


strain YT-1 16S r 
Deinococcus-Therm 


258420 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


258420 Bacteria_16S 


brockii subsp. 


Thermoanaerobacte 


3287427 3287387 1 41 


gi 


3336065 3336041 17 41 


gi 


3362211 33621711 41 


gi 
lales; Bacillaceae; Salimicrobium. 
3410720 3410696 1 25 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; 
3453923 3453887 1 


37 gi 


3493505 3493481 17 41 gi 
DSM 44069 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

e; Thermocrispum. 

3523671 3523647 17 41 gi 
CIB 12823 16S ribosomal RNA, partial s 
; Actinobacteria; Actinobacteridae; Ac 
e; Saccharopolyspora. 
3548289 3548265 1 


25 gi 
teria; Bacteroidetes; Bacteroidia; Bac 
3549828 3549788 1 41 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3593961 35939211 41 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3615310 3615286 17 41 gi 
ibosomal RNA, partial sequence 


3636238 3636214 17 41 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3663819 3663795 17 41 gi 
DSM 44277 16S ribosomal RNA, partial s 


Clostridiales; Veillo 


oc 


Ac 


1 


ti 


1 
di 


ne 


al 


a; Actinobacteria; Actinobacteridae; Act 


Mycobacterium. 

3703175 37031511 25 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
3721179 3721155 17 41 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3830975 3830951 1 25 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3832401 3832377 1 25 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
3867171 3867147 1 25 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3876401 3876361 1 41 gi 
ribosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3877921 3877881 1 41 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3881039 3880999 1 41 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
r. 


3882611 3882571 1 41 


gi 


rales; Thermoanaerobacteraceae; 


ia 
la 
ce 


al 


en 
co 


R 


da 


T 


uu 


qu 
na 


219846729 
en 
he 
219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
258420 Bacteria_16S 


ne 
219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


219846637 


ne 
219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


258420 Bacteria_16S 219846580 


se 


219846560 
eq 
ti 
219846544 


te 
219846543 


id 
219846512 


219846495 
3615060 36165 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


258420 Bacteria_16S 219846481 


219846462 
eq 


219846434 


219846420 


219846341 


219846340 


219846317 


219846311 
3876152 38776 


219846310 
3877677 38791 


219846308 


ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026267.1 
41 Salimicrobium 


ce 32871 
rmodesul 


bacterin 


ref|NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref|NR_026199.1 


34104 
llaceae; 


occineae; Micrococcaceae 
quence 


tinomyce 


uence 
nomyceta 


sequence 
roidales rphyromonada 
NR_026135.1 
354957 
lostridiaceae; C 
ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


al sequence 


iales; C 


sequence 
ales; Cl 


bacterin 


36360 
es; Cory 
ref|NR_026054.1 

3663577 366509 
ales; Corynebact 


uence 
inomycet 


v 


ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


1 sequen 
vobacter 


37209 
es; Cory 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref|NR_025907.1 
93 3868368 Porphy 
rphyromonas. 
ref|NR_025901.1 


ce 38307 
ccaceae; 


38321 
uminococ 


38668 
ceae; Po 


hermus. 
ref|NR_025900.1 
hermus. 
ref|NR_025898.1 

3880766 388228 
rales; Thermoana 


ence 
erobacte 


finnii Bacteria; 
Thermoanaerobacter. 


219846307 
finnii strain AKo-1 16S ribosomal RNA, partial sequence 
Thermoanaerobacter brockii subsp. 


Thermodesulfovibrio 
desulfovibrio islandicus 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Salimicrobium album 
album Bacteria; 


Dialister pneumosintes 
ter pneumosintes 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Clostridium 
2 3551038 Clostridium 
lostridium. 
Clostridium 
3 Clostridium 
ostridium. 
Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus bromii 
coccus bromii Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


ref|NR_025897.1 
388233 


Firmicutes; 


Thermoanaerobacter 
8 3883860 


Clostridia; 


258420 Bacteria_16S 3891901 3891877 1 25 gi|219846300|ref|NR_025890.1| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

258420 Bacteria_16S 3930103 3930063 1 41 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

258420 Bacteria_16S 4040234 40401941 41 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

258420 Bacteria_16S 4041692 4041652 1 41 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

258420 Bacteria_16S 4047805 4047765 1 41 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

258420 Bacteria_16S 4062711 4062687 17 41 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

258420 Bacteria_16S 4124836 4124800 1 37 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

258420 Bacteria_16S 4210381 4210357 17 41 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

258420 Fungi_16S 10891 10851 1 41 gi| 219857175 |ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

258420 Fungi_16S 9410 9364 1 47 gi|219857197|ref|NR_024825.1| Nocardia sienata 


strain IFM 10088 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


258420 Fungi_16S 
strain IFM 10035 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


258420 Fungi_16S 
strain IFM 0784 1 
Actinobacteria; 

258420 Fungi_16S 
strain IFM 0575 1 
Actinobacteria; 
258420 Fungi_16S 
strain IFM 10084 
Actinobacteria; 

258420 Fungi_16S 
strain YZ-96 16S 
Actinobacteria; 


258420 Fungi_16S 
strain IFM 0245 1 


Actinobacteria; Actinobacteridae; Actinomycetal 
258420 Archaea_16S 


helgesonii strai 
Archaea; Euryarc 


strain P5 16S ri 


Euryarchaeota; Th 


258420 Archaea_16S 


strain JA-1 16S 
Euryarchaeota; 


r 


Th 


258420 Archaea_16S 


strain AL585 16S 


Euryarchaeota; Th 


258420 Archaea_16S 


formicicus strai 
formicicus Archa 


n 
e 


258420 Archaea_16S 


guaymasensis TYS 


Euryarchaeota; Th 


258420 Archaea_16S 


AN1 16S ribosomal 
Thermococci; Ther 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


n PI1 16S ribosomal RNA, partial sequen 


haeota; 


258420 Archaea_16S 
bosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 9174 


259 219 1 41 gi 
16S ribosomal RNA, partial sequence 1 


1768 1728 1 41 gi 
6S ribosomal RNA, partial sequence 1564 


3306 3266 1 41 gi 
6S ribosomal RNA, partial sequence 3067 


4866 4826 1 41 gi|26 
16S ribosomal RNA, partial sequence 4616 


6422 6382 1 41 
ribosomal RNA, partial sequence 


gi|26 
6163 


7923 7883 1 41 gi|26 
6S ribosomal RNA, partial sequence 7721 
les; Cory 
38 gi 


15044 15007 1 26 
ce 
Th 
gi|26 
16314 
ermococci; Thermococcales; Thermococca 
18071 18034 a 38 gi|26 
ibosomal RNA, partial sequence 17817 
ermococci; Thermococcales; Thermococca 
19532 19495 1 38 gi|26 
ribosomal RNA, partial sequence 19321 
ermococci; Thermococcales; Thermococca 
35523 35486 L 38 gi 
Mc-S-70 16S ribosomal RNA, partial se 
a; Euryarchaeota; Methanococci; Methan 
62568 62531 1 38 gi|25 
16S ribosomal RNA, partial sequence 62331 
ermococci; Thermococcales; Thermococca 
78940 78903 i 38 gi|25 
RNA, partial sequence 78682 80132 
mococcales; Thermococcaceae; 


Thermococci; 
16575 16538 


Thermococcales; 
1 38 


26 


nebacterin 
265678352 


nebacterin 
265678351 


nebacterin 


265678350 


nebacterin 


nebacterin 


nebacterin 


nebacterin 


ermococcac 


ceae; 


ceae; 


ceae; 


quence 


ococcales; 


ceae; 


10588 
Nocardiacea 
NR_028654.1 


eae; 
ref 
1514 

Nocardiacea 
NR_028653.1 


eae; 
ref 
3016 

Nocardiacea 
NR_028652.1 


eae; 
ref 
4565 

Nocardiacea 
NR_028651.1 


eae; 
5678349 | ref 
6112 
Nocardiacea 


NR_028650.1 


eae; 
5678348 | ref 
7670 
Nocardiacea 


NR_028644.1 


eae; 
5678342|ref 
9123 
eae; Nocardiacea 
ref|NR_029059.1 
16263 Palaeo 
eae; Palaeococcu 
ref|NR_029055.1 
Thermococcus 
mococcus. 
ref|NR_029054.1 


5678754 
14826 


5678750 
17766 
Ther: 
5678749 
19270 
Pyro 
5678748 
20728 
Pyro 
5678344 


cocc 
ref 


us. 
NR_029053.1 


coccus. 
ref|NR_028646.1 
35282 36655 
Methanocaldococ 
ref|NR_028251.1 
Thermococcus 
Thermococcus. 


4971333 
63629 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Palaeococcus 

coccus helgesonii 

Ss. 

Thermococcus aegaeus 


aegaeus Archaea; 


Pyrococcus horikoshii 


Pyrococcus horikoshii Archaea; 


Pyrococcus glycovorans 


Pyrococcus glycovorans Archaea; 


Methanotorris 
Methanotorris 
caceae; Methanotorris. 
Thermococcus 


guaymasensis Archaea; 


4971321|ref|NR_028239.1 
Thermococcus zilligii 


Thermococcus. 


Thermococcus zilligii 
Archaea; Euryarchaeota; 


258420 Archaea_16S 
kodakarensis KOD 


Archaea; Euryarc 


258420 Archaea_16S 


waiotapuensis WT 
Archaea; Euryarc 


258420 Archaea_16S 


K-3 16S ribosoma 
Thermococci; The 


258420 Archaea_16S 


RG-20 16S riboso 
Thermococci; The 


258420 Archaea_16S 


DT5432 16S ribos 
Euryarchaeota; T 


258420 Archaea_16S 


peptonophilus JC 
9653 Archaea; Eu 


258420 Archaea_16S 


P-4 16S ribosoma 
Euryarchaeota; T 


258420 Archaea_16S 


gorgonarius W-12 
Euryarchaeota; T 


258420 Archaea_16S 


thioreducens OGL 
Archaea; Euryarc 


258420 Archaea_16S 


acidaminovorans 
Archaea; Euryarc 


258420 Archaea_16S 


ferrophilus DMJ 


Euryarchaeota; T 


258420 Archaea_16S 


indicus strain S 
Archaea; Euryarc 


258420 Archaea_16S 


vulcanius strain 
Archaea; Euryarc 


260386 Bacteria_ 


limnophilus stra 
limnophilus Bact 
Planctomyces. 


260386 Bacteria_ 


strain 534-30 16 
Planctomycetes; 


260386 Bacteria_ 


strain SH 106 16 
Planctomycetes; 


260386 Bacteria_ 


capsulatus strai 
Bacteria; Proteo 


260386 Bacteria_ 


PB90-1 16S ribos 
Opitutae; Opitut 


260386 Bacteria_ 


halophila strain 
Bacteria; Proteo 


260386 Bacteria_ 


strain DSM 176 1 
Proteobacteria; 


260386 Bacteria_ 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 33891 


Proteobacteria; 


260386 Bacteria_ 


psychrophilus st 
psychrophilus Ba 
Methylobacter. 


260386 Bacteria_ 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 


110551 110514 
1 16S ribosomal RNA, 
haeota; Thermococci; 
128632 128595 
1 16S ribosomal RNA, 
haeota; Thermococci; Thermococcales; 
130120 130083 1 38 

1 RNA, partial sequence 
rmococcales; Thermococcaceae; 
131613 131576 1 

mal RNA, partial sequence 
rmococcales; Thermococcaceae; 
133110 133073 1 

omal RNA, partial sequence 
hermococci; Thermococcales; Thermococca 
134604 134567 1 38 gi 
M 9653 16S ribosomal RNA, partial seque 
ryarchaeota; Thermococci; Thermococcale 
136095 136058 1 38 gi 
1 RNA, partial sequence 
hermococci; Thermococcales; 
137586 137549 1 


1 38 gi 
partial sequence 
Thermococcales; Th 
1 38 gi 
partial sequence 
Th 


gi 


Thermococ 
38 gi 


Thermococ 
38 gi 


nc 
S; 


Thermococca 
38 gi 


hermococci; Thermococcales; Thermococca 
155472 155435 1 38 gi 
-20P 16S ribosomal RNA, partial sequenc 
haeota; Thermococci; Thermococcales; Th 
189772 .189735..1 38 gi 
AEDII10 16S ribosomal RNA, partial sequ 
haeota; Thermococci; Thermococcales; Th 
197216 197179 1 38 gi 


e 
er 


en 
er 


hermococci; Thermococcales; Thermococcace 
28232 28208 1 25 gi 
L43 16S ribosomal RNA, partial sequence 
haeota; Methanococci; Methanococcales; 

34063 34039 1 25 gi 
M7 16S ribosomal RNA, partial sequence 
haeota; Methanococci; Methanococcales; 

16S 218699 218636 28 at gi 
in Mu 290 16S ribosomal RNA, complete s 
eria; Planctomycetes; Planctomycetacia; 


Me 


Me 


P 


16S 2011987 2011924 28 91 
S ribosomal RNA, partial sequence 

Planctomycetacia; Planctomycetales; 
16S 217122 217059 28 91 
S ribosomal RNA, partial sequence 
Planctomycetacia; Planctomycetales; Pla 
16S 195503 195415 6 91 gi 
n Texas 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Methyloc 
16S 696684 696623 30 91 gi 
omal RNA, partial sequence 

ales; Opitutaceae; Opitutus. 


gi 


Pla 
gi 


ne 


ne 


en 
oc 


254971298 


ermoco 
254971279 


ermoco 
254971278 
129880 131321 T 
cus. 

254971277 
131372 132813 T 
cus. 

254971276 
132864 134310 T 
ceae; 

254971275 


254971274 
135856 137291 T 
ceae; 

254971273 
16S ribosomal RNA, partial sequence 137342 1 
ceae; 

254971261 


254971236 


254971231 


16S ribosomal RNA, partial sequence 196978 19838 


265678557 


265678399 


265678917 
equence 


219878188 
2010901 20124 


265678918 
216053 21755 


265678933 


265678585 
695588 697067 Opitu 


ref|NR_028216.1 


11029 
ccaceae; Thermococc 
ref|NR_028197.1 
7 #129829 Thermo 
eae; Thermococcu 
ref|NR_028196.1 


hermococcus stetteri 


12838 


ccac 


ref 
hermococ 


NR_028195.1 
cus siculi 


ref 
hermococ 
Thermococcus. 
ref|NR_028193.1 
1 135805 Thermo 
occaceae; Thermo 
ref|NR_028192.1 
hermococcus pacificu 
Thermococcus. 
ref|NR_028191.1 
6 Thermococcus 
mococcus. 
ref|NR_028179.1 
8 156699 Thermo 
eae; Thermococcu 
ref|NR_028154.1 
7 190952 Thermo 
eae; Thermococcu 
ref|NR_028149.1 
6 Palaeococcus 
eococcus. 
ref|NR_028861.1 
29402 Methan 
dococcaceae; Met 
ref|NR_028701.1 
35231 Methan 
dococcaceae; Met 
ref|NR_029225.1 
17606 219133 
cetales; Plancto 


NR_028194.1 
cus profundu 


1 
The 


3436 
rmoc 


e 


3878 
Ther 


1 
MOCO 


5524 
ccac 


8952 
ccac 


ce l 
MOCO 


ae; Pala 


27994 
thanocal 


33808 
thanocal 


ND 


lanctomy 


ref |NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_029226.1 


tomyceta 


ceae; Blastopire 
ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref|NR_028890.1 
tus terrae Bacte 


tomyceta 


ce 19438 
cales; M 


16S 734415 734327 6 91 gi| 265678559 |ref|NR_028863.1 
4270 16S ribosomal RNA, partial sequence 733319 734742 Thioha 
bacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioh 
16S 2025333 2025245 6 91 gi| 219878179 |ref|NR_025318.1 
6S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 
16S 3388838 3388750 6 91 gi|219846653|ref|NR_026245.1 


Gammaproteobacteria; Chromatiales; Chro 
16S 2440114 2440027 7 91 gi 
rain Z-0021 16S ribosomal RNA, complete 
cteria; Proteobacteria; Gammaproteobact 


ma 


s 
er 


219857428 


Rhabdochromatiu 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


tiaceae; 


equence 
ia; Meth 


16S 3150267 3150189 15 91 


gi 


219846822 


ref|NR_026414.1 
3149167 315062 


0 111787 Thermo 
u 


Archaea; 


Thermococcus 
coccus kodakarensis KOD1 
s. 

Thermococcus 
coccus waiotapuensis 
s. 

Thermococcus stetteri 
Archaea; Euryarchaeota; 


Thermococcus siculi 
Euryarchaeota; 


Thermococcus profundus 
s Archaea; 


Thermococcus 
coccus peptonophilus JCM 
coccus. 

Thermococcus pacificus 
s Archaea; 


Thermococcus 


gorgonarius Archaea; 


Thermococcus 
coccus thioreducens 
Ss. 
Thermococcus 
coccus acidaminovorans 
Ss. 
Palaeococcus 


ferrophilus Archaea; 


Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 
Methanocaldococcus 
ocaldococcus vulcanius 
hanocaldococcus. 
Planctomyces 
Planctomyces 
mycetaceae; 


Planctomyces maris 


maris Bacteria; 


es. 
Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 

Methylococcus 

ococcus capsulatus 
Methylococcus. 
Opitutus terrae strain 
ria; Verrucomicrobia; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Isochromatium buderi 
buderi Bacteria; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Methylobacter 

1 Methylobacter 

hylococcaceae; 


Thiolamprovum 
5 Thiolamprovum 


pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 


260386 Bacteria_16S 
strain N. Pfennig 
Proteob 
260386 Bacteria_16S 
strain N. Pfennig 
G 
260386 Bacteria_16S 


Bacteria; 


Proteobacteria; 


anguilliseptica s 


anguilliseptica B 


Pseudomonas. 


260386 Bacteria_16S 
thermophilus stra 
thermophilus Bact 


Methylococcus. 


260386 Bacteria_16S 
strain OK2 16S ri 
G 
260386 Bacteria_16S 
rhizosphaerae str 


Proteobacteria; 


rhizosphaerae Bac 
Pseudomonas. 


260386 Bacteria_16S 


strain CFBP 2022 
Proteobacteria; 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


260386 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; 


strain P 513/19 1 
Proteobacteria; 


strain P 527/13 1 
Proteobacteria; 


strain P 538/23 1 
Proteobacteria; 


strain BCH 16S ri 
Proteobacteria; 


strain 520-20 16S 
Proteobacteria; G 


260386 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


260386 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


260386 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


260386 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


260386 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


260386 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


260386 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


260386 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


G 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 


57163 57085 15 91 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58664 58586 15 91 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
79613 79535 15 91 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


180167 180089 15 91 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


385453 385375 15 a1 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
445657 445579 15 91 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


gi 


458009 457931 15 91 gi 
ammaproteobacteria; Pseudomonadales; P 
459461 459383 15 aL gi 
in CFBP 4389 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


471558 471480 15 91 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
555751 555673 15 91 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
557233 SS7215 ES 91 gi 


ammaproteobacteria; Pseudomonadales; P 
558837 558759 15 91 gi 


ammaproteobacteria; Pseudomonadales; P 
597952 597874 15 91 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
640638 640560 15 91 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
672407 672329 15 91 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


693631 693568 28 91 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
699677 699599 15 91 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
704071 703993 15 91 gi 


gi 


ammaproteobacteria; Chromatiales; Chro 
771590 771512 15 91 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
785527 785449 15 91 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


822153 822075 15 91 
ribosomal RNA, partial sequence 
ammaproteobacteria; 


gi 


Pseudomonadales; P 


384340 38587 


16S ribosomal RNA, partial sequence 456977 45835 


470446 47199 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


596871 59824 


639529 64105 


692571 69404 


698584 69993 


6S ribosomal RNA, partial sequence 702960 70436 


770475 77198 


821061 82256 


265679026 
nce 56079 
ales; Chro 
265679025 
nce 57580 
matiaceae; 
265679011 
equence 
cteria; Ps 
265678943 
al sequenc 
ria; Methy 


265678798 


seudomonad 
265678758 
quence 
eria; Pseu 
265678746 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


seudomonad 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678654 


matiaceae; 
265678624 


seudomonad 
265678601 
ial sequen 
obacteria; 


265678587 


nctomyceta 
265678583 


matiaceae; 
265678580 


matiaceae; 
265678532 


seudomonad 
265678522 
1 sequence 
ria; Pseud 


265678498 


seudomonad 


961436 961358 
16S ribosomal RNA, 
ammaproteobacteria; 


1S a7 gi 
complete sequence 
Pseudomonadales; 


ref|NR_029334.1 

57529 Thiocy 
matiaceae; Thioc 
ref |NR_029333.1 

59029 Thiocy 
Thiocystis. 
ref|NR_029319.1 

78587 79994 
eudomonadales; P 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 
ref|NR_029103.1 
aceae; Pseudomon 
ref|NR_029063.1 

444544 446074 
domonadales; Pse 
ref|NR_029051.1 
aceae; Pseudomon 
ref|NR_029050.1 

458401 459808 
omonadales; Pseu 


ref |NR_029042.1 


acea 
ref 


e; Pseudomon 
NR_028987.1 


acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


acea 
ref 


e; Pseudomon 
NR_028959.1 


Thi 
ref 


obaca. 
NR_028929.1 


aceae; Pseudomon 
ref|NR_028906.1 
ce 671276 672778 
Pseudomonadale 


ref|NR_028892.1 


; Isosphaer 
NR_028888.1 


ceae 
ref 


Thiocystis. 
ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028836.1 


aceae; Cellvibri 
ref |NR_028826.1 

784432 785869 
omonadales; Pseu 


ref|NR_028801.1 


aceae; Pseudomon 


265678404 


s: 


Thiocystis gelatinosa 
stis gelatinosa 
ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Methylococcus 
Methylococcus 


ylococcaceae; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Pseudomonas 
Pseudomonas 

udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Pseudomonas 
Pseudomonas 
; Pseudomonadaceae; 


Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
a. 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Lamprocystis purpurea 


purpurea Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 


ref |NR_028706.1 


Pseudomonas veronii 


960323 961843 Pseudomonas veronii Bacteria; 


Pseudomonadaceae; 


Pseudomon 


as. 


260386 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


260386 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


260386 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


260386 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


260386 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


260386 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


260386 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


260386 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


260386 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


260386 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


260386 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


260386 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


260386 Bacteria_16S 


strain TOl1 16S ri 
Proteobacteria; G 


260386 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; G 


260386 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


260386 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


260386 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


260386 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


260386 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


260386 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


260386 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


260386 Bacteria_16S 


costantinii strai 


1089220 1089142 15 91 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1145220 1145142 15 91 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


265678317 
ence 10881 
nadales; P 
253680760 
quence 
teria; Pse 
1175506 1175428 15 

osomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
1228323 1228245 15 91 gi| 219878281 
ribosomal RNA, partial sequence 1227244 12287 
ammaproteobacteria; Pseudomonadales; P 
1378254 1378176 15 91 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


91 gi|228718578 
1174405 11758 


Kangiella. 


228717562 
ce 13771 
nadales; 


1415644 1415566 15 91 gi| 224581448 
6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; P 
1579207 1579129 15 91 gi| 219846381 
ribosomal RNA, partial sequence 1578118 15795 
ammaproteobacteria; Pseudomonadales; Pse 
1641620 1641542 15 91 gi| 219878449 
in CMS 64 16S ribosomal RNA, partial sequence 

eria; Proteobacteria; Gammaproteobacteria; 


1643182 1643104 15 91 gi|219878448 
ribosomal RNA, partial sequence 1642082 16435 
ammaproteobacteria; Pseudomonadales; Pse 
1644743 1644665 15 91 gi|219878447 
ribosomal RNA, partial sequence 1643643 16451 
ammaproteobacteria; Pseudomonadales; Pse 
1691939 1691861 15 91 gi| 219878413 
in LMG 19434 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Gammaproteobacteria; 


1695062 1694984 15 91 gi|219878411 
16S ribosomal RNA, partial sequence 1693968 16954 
ammaproteobacteria; Pseudomonadales; Pse 
1696606 1696528 15 91 gi| 219878410 
bosomal RNA, partial sequence 1695512 16970 
ammaproteobacteria; Pseudomonadales; Pse 
2029858 2029780 15 91 gi| 219878176 
S ribosomal RNA, partial sequence 2028754 20301 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
2062129 2062051 15 91 gi|219878149 
rain DSM 229 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Gammaproteobacteria; Chr 
2144156 2144078 15 91 gi| 219857639 
S ribosomal RNA, partial sequence 2143068 21445 
ammaproteobacteria; Pseudomonadales; Pse 
2145661 2145583 15 91 gi| 219857638 
n Ps 3-10 16S ribosomal RNA, partial sequence 

ria; Proteobacteria; Gammaproteobacteria; Pseudo 


, 


2147166 2147088 15 
ribosomal RNA, partial sequence 2146078 21475 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
2171464 2171386 15 91 gi| 219857621 
16S ribosomal RNA, partial sequence 21703 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
2173015 2172937 15 91 gi| 219857620 
16S ribosomal RNA, partial sequence 21719 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
2219890 2219812 15 91 gi| 219857586 
strain KMM 3447 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; P 


91 gi| 219857637 


2235048 2234970 15 91 gi| 219857576 
n CFBP 5705 16S ribosomal RNA, partial sequence 


seudomonad 


Alter 


seudomonad 


udomonad 


Pseud 


udomonad 


udomonad 


Pseud 


udomonad 


udomonad 


udomonad 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028008.1 
144133 114556 
udomonadales; Ps 


R 


ref|NR_027574.1 


ref |NR_025420.1 
aceae; Cellvibri 
ref|NR_027564.1 
67 1378635 Teredi 
omonadales g 
ref |NR_027230.1 
acea 
ref 


e; Pseudomon 
NR_025972.1 


aceae; Pseudomon 
ref|NR_025588.1 
1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 


aceae; Pseudomon 
ref|NR_025552.1 

1690867 169233 
omonadales; Pseu 
ref|NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


acea 
ref 


e; Pseudomon 
NR_025315.1 


Chromatium. 
ref |NR_025288.1 

2061023 206241 
omatiales; Chrom 
ref |NR_025228.1 
aceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
monadales; Pseud 
ref |NR_025226.1 
aceae; Pseudomon 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025174.1 
nce 221879 
seudomonadales; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Pseudomonas 

1 Pseudomonas 

eudomonadaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Teredinibacter 

nibacter turnerae T7901 

enera incertae sedis; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 

Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Cellvibrio 

5 Cellvibrio 

domonadaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Chromatium okenii 


44 Chromatium okenii Bacteria; 


Lamprocystis 
5 Lamprocystis 
atiaceae; Lamprocystis. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 
Cellvibrio vulgaris 
brio vulgaris Bacteria; 
O°. 
Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


ref |NR_025164.1 
2233956 223544 


Pseudomonas 
7 Pseudomonas 


costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


260386 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


260386 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


260386 Bacteria_16S 
rain SBK26 16S ribosomal RNA, 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


260386 Bacteria_16S 
rain DBK11 16S ribosomal RNA, 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


260386 Bacteria_16S 
16S ribosomal RNA, partial sequence 2528225 25296 
ammaproteobacteria; Pseudomonadales; P 


strain ATCC 4973 


Proteobacteria; G 


260386 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
260386 Bact 
strain CIP 105470 
Proteobacteria; G 
260386 Bact 
strain CIP 105259 
Proteobacteria; G 
260386 Bact 
strain CIP 105274 
Proteobacteria; G 


260386 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


260386 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


260386 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


260386 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


260386 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


260386 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


260386 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


260386 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


260386 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


260386 Bacteria_16S 
train FPC951 16S ribosomal RNA, partia 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


260386 Bacteria_16S 
in LMG 2274 16S ribosomal RNA, partial 
Gammaproteobacte 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


260386 Bacteria_16S 
ain DSM 50332 16S ribosomal RNA, parti 
Gammaproteobact 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


eria_16 


eria_16 


eria_16 


2321848 2321770 15 


2323400 2323322 15 


2521773 2521695 15 
cteria; Proteobacteria; 
2523253 2523175 15 
cteria; Proteobacteria; 


2529325 2529247 15 
2556079 2556001 15 
Ss 2557645 2557567 15 
2562271 2562193 15 


s 


s 2571404 2571326 15 


2580525 2580447 15 


2582091 2582013 15 


2583661 2583583 15 


2585230 2585152 15 


2596068 2595990 15 


2597634 2597556 15 


16S ribosomal RNA, 


2816352 2816274 15 


n AL15-21 16S ribosomal 


ria; Proteobacteria; 


2854527 2854449 15 


2859210 2859132 15 


2920623 2920545 15 
acteria; Proteobacteria; 
2971953 2971875 15 

eria; Proteobacteria; 
2973468 2973390 15 


teria; Proteobacteria; 


260386 Bacteria_16S 
strain PCl 16S ribosomal RNA, partial sequence 


2975030 2974952 15 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


complete sequence 
acteria; Gammaproteobacteria; 
Gammaproteobacter 

16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


91 gi 


91 gi 
Pseudomo 

gi 
partial 
Gammaproteobac 


91 


91 gi 
partial 
Gammaproteobac 


91 gi 


91 gi 
Pseudomo 


91 gi 


91 gi 


91 gi 


eel gi 


91 gi 
Pseudomo 
91 gi 
Pseudomo 
91 gi 
Pseudomo 


91 gi 


91 gi 
Pseudomo 

91 gi 
RNA, partial s 


91 gi 


Pseudomo 


a1 gi 


Pseudomo 
91 gi 
Gammaproteoba 

91 gi 


91 gi 


219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857363 
sequence 

teria; Pse 


219857362 
sequence 
teria; Pse 


219857358 


seudomonad 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219856913 
equence 

ia; Pseudo: 


’ 


219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856843 
1 sequence 
cteria; Ps 


219846942 
sequence 
ria; Pseud 


219846941 
al sequenc 
eria; Pseu 


a1 gi 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 
ref|NR_024946.1 
aceae; Pseudomon 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
La 


seudomonadaceae 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref |NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_026534.1 
2970861 297232 
omonadales; Pseu 


ref 
e 2972376 29738 
domonadales; Ps 


NR_026533.1 
8 
e 


Pseudomonas brenneri 


monas brenneri Bacteria; 


as. 
Pseudomonas grimontii 


monas grimontii 


Pseudomonas. 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 


monas migulae Bacteria; 


as. 
Pseudomonas mosselii 


monas mosselii Bacteria; 


as. 
Pseudomonas jessenii 


monas jessenii Bacteria; 


as. 
Pseudomonas cedrina 


monas cedrina Bacteria; 


as. 
Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas savastanoi 
monas Savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


219846940 


ref |NR_026532.1 


Pseudomonas cichorii 


2973936 2975429 Pseudomonas cichorii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


260386 Bacteria_ 


strain 087-AZ-H 1 
G 
260386 Bacteria_16S 


Proteobacteria; 


strain LS-13 16S 
Proteobacteria; 


strain 441-1 16S 
Proteobacteria; 


260386 Bacteria_16S 
strain CE2203 16S 
G 
260386 Bacteria_16S 


Proteobacteria; 
strain DSM 11363 
Proteobacteria; 
Proteobacteria; 
strain DSM 50071 
Bacteria; 


Proteobacteria; 


oryzihabitans Bac 
Pseudomonas. 


260386 Bacteria_16S 
chungwhensis stra 
chungwhensis Bact 


Salinimonas. 


260386 Bacteria_16S 


strain SW-154 16S 
Proteobacteria; 


strain DSM 3050 1 
Proteobacteria; 


strain SE-32A-C8 
Proteobacteria; 
Bacteria; 


strain DM-2 16S r 
Proteobacteria; D 


260386 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; 


whittenburyi stra 


Methylococcaceae; 


260386 Bacteria_16S 


albertensis strai 
albertensis Bacte 


Acidithiobacillus. 
260386 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


260386 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


260386 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; 


strain T9 16S rib 


G 
260386 Bacteria_16S 


G 


G 
260386 Bacteria_16S 
strain WO-44C 16S 
G 
260386 Bacteria_16S 


Proteob 
260386 Bacteria_16S 
strain B62 16S ri 
G 
260386 Bacteria_16S 
oryzihabitans str 


G 
260386 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacte 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 
borkumensis strai 
Proteob 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 


ammaproteobacteria; Legionellales; Leg 
3629494 3629416 15 91 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3810289 3810211 15 91 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3906502 3906424 15 91 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


4006157 4006079 15 91 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


4018189 4018111 15 91 
ribosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
190945 190884 30 91 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
193965 193904 30 91 gi 


Ss; 


Methylobacter. 
563470 563382 6 91 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


ammaproteobacteria; Pseudomonadales; P 
2086591 2086530 30 91 gi 
osomal RNA, partial sequence 


16S 2990282 2990204 15 91 gi| 219846930 
6S ribosomal RNA, partial sequence 2989207 29906 
ammaproteobacteria; Legionellales; Legionellacea 
2991819 2991741 15 91 gi| 219846929 
ribosomal RNA, partial sequence 2990709 29921 
ammaproteobacteria; Legionellales; Legionellacea 
2993309 2993231 15 91 gi| 219846928 
ribosomal RNA, partial sequence 2992209 29936 
ammaproteobacteria; Legionellales; Legionellacea 
3173149 3173071 15 91 gi| 219846806 
ribosomal RNA, partial sequence 3172065 31735 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
3177743 3177665 15 91 gi| 219846803 

16S ribosomal RNA, partial sequence 3176631 31781 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
3576489 3576411 15 91 gi| 219846525 
ribosomal RNA, partial sequence 3575389 35768 


io 
219846486 


na 
219846356 
3809177 38107 
se 
219846291 
qu 
er 


219846221 
s 
id: 


219846211 
4017086 40185 


nellacea 


36283 
dales; P 


udomonad 


ence 


ia; Pseu 


equence 


a; Alter 


ammaproteobacteria; Kangiella. 
4196231 4196153 15 91 gi| 219846078 
n JC2044 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Gammaproteobacteria; Oceano 
2863824 2863735 5 91 gi| 219856882 
6S ribosomal RNA, partial sequence 2862729 28642 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
4157 4096 30 91 gi| 265679061 
16S ribosomal RNA, partial sequence 3080 4533 
ammaproteobacteria; Legionellales; Legionellacea 
47917 47856 30 91 gi| 265679032 
n Sk2 16S ribosomal RNA, partial sequence 46828 
acteria; Gammaproteobacteria; Oceanospirillales; 
114735 114686 42 91 gi| 265678986 


113641 11518 


265678936 
189853 19130 
ethylococc 
265678934 
in 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Pr 


265678677 
sequence 
ia; Acidit 


732965 732904 30 91 gi| 265678560 

1 RNA, partial sequence 731878 733268 Thioc 
ia; Chromatiales; Chromatiaceae; Thiocapsa. 

904152 904091 30 91 gi| 265678442 

D13 16S ribosomal RNA, partial sequence 90307 

acteria; Gammaproteobacteria; Legionellales; Leg 

1229842 1229781 30 91 gi| 219878280 

ribosomal RNA, partial sequence 1228770 12302 


seudomonad: 
219878132 
2085504 2087002 Alcanivorax jadensis Bacteria; 


Syntrop 


oteobacteria; Gammaproteobacteria 


ref|NR_026522.1| Legionella tucsonensis 
58 Legionella tucsonensis Bacteria; 


e; Legionella. 
ref|NR_026521.1| Fluoribacter gormanii 
58 Fluoribacter gormanii Bacteria; 
e; Fluoribacter. 
ref|NR_026520.1| Legionella brunensis 
81 Legionella brunensis Bacteria; 
e; Legionella. 
ref |NR_026398.1| Thiorhodococcus minor 
14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 
ref|NR_026395.1| Pseudomonas graminis 
59 Pseudomonas graminis Bacteria; 
aceae; Pseudomonas. 
ref|NR_026117.1| Legionella feeleii 
54 Legionella feeleii Bacteria; 
e; Legionella. 
ref|NR_026078.1| Pseudomonas aeruginosa 
74 3629910 Pseudomonas aeruginosa 
seudomonadaceae; Pseudomonas. 
ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 
ref|NR_025881.1] Pseudomonas 

3905392 3906918 Pseudomonas 
domonadales; Pseudomonadaceae; 
ref|NR_025811.1| Salinimonas 

4005071 4006477 Salinimonas 
omonadales; Alteromonadaceae; 
ref|NR_025801.1| Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Zooshikella 
6 Zooshikella 
spirillales; Hahellaceae; Zooshikella. 
ref|NR_024701.1| Pseudomonas halophila 
25 Pseudomonas halophila Bacteria; 
aceae; Pseudomonas. 
ref |NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 
e; Legionella. 
ref |NR_029340.1 
48321 Alcani 


ref|NR_025668.1 


195136 419657 


rs 


Alcanivorax 

vorax borkumensis 
Alcanivoracaceae; Alcanivorax. 
ref|NR_029294.1| Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 
haceae; Syntrophus. 

ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 
ref|NR_029242.1] Methylobacter 

1 sequence 192873 194334 
Methylococcales; 


v 


NR_028982.1| Acidithiobacillus 
562358 563851 Acidithiobacillus 
hiobacillales; Acidithiobacillaceae; 


ref 
apsa 


NR_028864.1 
rosea Bacte 


Thiocapsa rosea strain 
ria; Proteobacteria; 


ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Legionella. 
ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 


Legionella gresilensis 
ella gresilensis 


ref|NR_025271.1| Alcanivorax jadensis 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


260386 Bacteria_16S 
DSM 6810 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


260386 Bacteria_16S 
n SM-1 16S ribosomal RNA, partial sequence 21370 
acteria; Gammaproteobacteria; 
260386 Bacteria_16S 


salipaludis strai 
Bacteria; Proteob 


strain K9951 16S 
Proteobacteria; 


buryatense strain 
Bacteria; Proteob 


strain A45 16S ri 
Proteobacteria; 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


260386 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; 


strain 2074-AUS-E 
Proteobacteria; 


beliardensis stra 
beliardensis Bact 


260386 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


strain LLAP12 16S 
Bacteria; Proteob 


strain L2 16S rib 
Proteobacteria; G 


szegediense strai 
Bacteria; Proteob 


strain VKM-14L 16 
Proteobacteria; G 


strain LK6 16S ri 
Proteobacteria; G 


strain PS-1 16S r 
Proteobacteria; G 


maritimus strain 
Bacteria; Proteob 


260386 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


260386 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


260386 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


260386 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


260386 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


G 


G 


G 


G 


2116974 2116913 30 


2138147 2138086 30 
2188113 2188052 30 
ribosomal RNA, partial 
2277987 2277926 30 


2284074 2284013 30 


2412783 2412722 30 


teria; Proteobacteria; 


2414348 2414287 30 


2502002 2501941 30 


2503508 2503447 30 


eria; Proteobacteria; 


2923713 2923636 15 


3267012 3266951 30 


3268430 3268369 30 


3649306 3649245 30 


3650845 3650784 30 


3652386 3652325 30 


bosomal RNA, 


3798213 3798152 30 


4057503 4057442 30 


200106 200028 15 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
260386 Bacteria_16S 
ain AML-D4 16S ribosomal RNA, 


osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legionellacea 
260386 Bacteria_16S 


complete sequence 
ammaproteobacteria; Methylococcales; Methylococc 
260386 Bacteria_16S 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
260386 Bacteria_16S 


91 


91 


91 


sequence 


91 


91 


91 


91 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
260386 Bacteria_16S 


91 


91 


91 


91 


ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
260386 Bacteria_16S 


91 


91 


91 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
260386 Bacteria_16S 


91 


91 


91 


91 


gi 


gi 


Alteromonadales; 


gi 


2187032 21885 
ammaproteobacteria; Legionellales; Legionellacea 
260386 Bacteria_16S 


gi 


5B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
260386 Bacteria_16S 


Methylococcales; 


gi 


2282981 22844 


gi 


partial 
Gammaproteobacteria; Meth 


gi 


2413261 24147 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legionellacea 
260386 Bacteria_16S 


gi 


in Montbeliard Al 16S ribosomal RNA, partial seq 
Gammaproteobacteria; Legio 


gi 


12-3 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
260386 Bacteria_16S 


Xanthomonadales; 


gi 


3265947 32672 
Legionel 


gi 


3267345 32688 


gi 


n OR2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
260386 Bacteria_16S 


Methyloc 


gi 


3649747 36512 


gi 


3651286 36527 


gi 


3797117 37986 


gi 


TF-17 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Alteromonadales; A 

20731 20653 15 91 gi| 265679050 
n Struelens 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; Burkhol 
kholderia cepacia complex. 

60181 60103 15 91 gi| 265679024 
bosomal RNA, partial sequence 59080 60579 
ammaproteobacteria; Xanthomonadales; Xanthomonad 

61729 61651 15 91 gi| 265679023 
osomal RNA, partial sequence 60630 62129 
ammaproteobacteria; Xanthomonadales; Xanthomonad 

142183 142105 15 91 gi| 265678968 
ain Gylac 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Deltaproteobacteria; Desu 

143667 143589 15 91 gi| 265678967 
ribosomal RNA, partial sequence 142594 14403 


eltaproteobacteria; Desulfuromonadales 
260386 Bacteria_16S 


gi 


219857657 
Alteromo 
219857643 


A 
219857607 


219857548 

22768 
M 
219857544 


219857452 
sequence 


219857451 


219857381 
25009 


219857380 


219856841 

29226 
xX 
219846743 


lales; Leg 
219846742 


219846472 
36482 
occales; M 
219846471 


219846470 


219846364 


ciricketts 
219846182 
40564 


; Desulfuromonadaceae; 


ref|NR_025246.1 

2115900 211739 
nadales; 
ref|NR_025232.1 


1lteromonadaceae 
ref|NR_025196.1 


Legionella. 
NR_025136.1 


e; 
ref 


ethylococcaceae; 
ref|NR_025132.1 
79 Methylobacter 


ref|NR_025040.1 
2411699 241321 
ylococcales; 


ref|NR_025039.1 


ref|NR_024969.1 
e; Legionella. 
ref |NR_024968.1 
uence 250240 
ref|NR_024660.1 
anthomonadaceae; 
ref |NR_026335.1 


ionellaceae; 
ref |NR_026334.1 


e; Legionella. 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 


ref |NR_026062.1 
76 Methylocaldum 
ref|NR_025955.1 


iaceae; 
ref|NR_025772.1 


1lteromonadaceae; 
ref |NR_029358.1 

19628 21106 
deriales; 
ref|NR_029332.1 


aceae; 
ref |NR_029331.1 


aceae; 
ref|NR_029276.1 

141109 142543 
1lfuromonadales; 


ref|NR_029275.1 
1 Desulfuromusa 
Des 


265678930 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 


ref|NR_029238.1 
198985 200521 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Microbulbifer 


73 2138564 Microbulbifer salipaludis 
7 


Microbulbifer. 
Legionella busanensis 


07 Legionella busanensis Bacteria; 


Methylomicrobium 


93 2278392 Methylomicrobium buryatense 


Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 


aceae; Methylobacter. 


Methylosarcina 
0 Methylosarcina 


Methylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 


Legionella waltersii 


08 2502354 Legionella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 


nellales; Legionellaceae; Legionella. 


Pseudoxanthomonas 


17 2924080 Pseudoxanthomonas japonensis 


Pseudoxanthomonas. 
Legionella drancourtii 


94 Legionella drancourtii LLAP12 
Legionella. 


Legionella lytica 


25 Legionella lytica Bacteria; 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylocaldum gracile 
gracile Bacteria; 


aceae; Methylocaldum. 


Methylocaldum tepidum 
tepidum Bacteria; 


aceae; Methylocaldum. 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 
Cycloclasticus. 


Microbulbifer 


29 4057918 Microbulbifer maritimus 


Microbulbifer. 
Burkholderia 
Burkholderia 


Burkholderiaceae; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 
Xanthomonas. 


Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 
Xanthomonas. 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Pelobacter 
Pelobacter 


acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 


Pelobacter. 


260386 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; 


Bacteria; 


B 


238528 238450 15 


240075 239997 15 


Burkholderia cepacia complex. 


260386 Bacteria_16S 
strain 717 16S ri 
B 


Proteobacteria; 
complex. 


260386 Bacteria_16S 
taiwanensis strai 
Proteob 
260386 Bacteria_16S 


Bacteria; 


strain S-606 16S 
Proteobacteria; 


strain Iso-46 16S 
Proteobacteria; 


nivimaris strain 
Bacteria; Proteob 


rhizophila strain 
Bacteria; Proteob 


strain CFBP 4188 
Proteobacteria; 


strain LMG 18819 


Proteobacteria; B 


strain LMG 18106 


Proteobacteria; B 


strain LMG 16407 


Proteobacteria; B 


DSM 9946 16S ribo 


260386 Bacteria_16S 


G 
260386 Bacteria_16S 


G 


G 


241661 241583 15 


391593 391515 15 


575499 575421 15 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


91 


91 


91 


91 


91 


ribosomal RNA, partial sequence 


587474 587396 15 


613244 613166 15 


639073 638995 15 


867846 867768 15 


893343 893265 15 


894878 894800 15 


896413 896335 15 


1163304 1163226 15 


Deinococci; Thermales; 
1312643 1312565 15 


91 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
260386 Bacteria_16S 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 
260386 Bacteria_16S 


91 


91 


91 


91 


91 


91 


91 


gi 


6S ribosomal RNA, partial sequence 237457 23896 
etaproteobacteria; Burkholderiales; Bu 
260386 Bacteria_16S 
pyrrocinia strain 
Proteob 


gi 


2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


gi 


240595 24207 
rkholderiaceae; 


gi 


n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 


gi 


574450 57581 
ammaproteobacteria; Pseudomonadales; Moraxellace 


gi 


586359 58785 


gi 


Pseudomo 


gi 


e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 
260386 Bacteria_16S 


Xanthomo 


gi 


16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; xX 
260386 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Bu 
260386 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Bu 
260386 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Bu 
260386 Bacteria_16S 


gi 


somal RNA, partial sequence 1162257 1163688 Meiot 
Deinococcus-Thermus; 


Thermaceae; 


91 


gi 


pv. juglandis strain LMG 747 16S ribosomal RNA, partial 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobact 
Xanthomonas. 

260386 Bacteria_16S 1423322 1423244 15 91 gi 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
260386 Bacteria_16S 1429538 1429460 15 91 gi 
antibioticus strain USAM 3C 16S ribosomal RNA, partial 

antibioticus Bacteria; Proteobacteria; Gammaproteobacte 
Lysobacter. 

260386 Bacteria_16S 1470579 1470501 15 91 gi 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partia 
pacificensis Bacteria; Proteobacteria; Gammaproteobacte 
Psychrobacter. 

260386 Bacteria_16S 1473506 1473428 15 91 gi 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


260386 Bacteria_16S 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 


260386 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


1 RNA, partial sequence 


1534010 1533932 15 


kholderia cepacia complex. 
1653827 1653749 15 


260386 Bacteria_16S 
strain R-10289 16S ribosomal RNA, partial sequence 


1655374 1655296 15 


1472412 1473865 Burkh 
etaproteobacteria; Burkholderiales; Bu 


91 


91 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 


91 


gi 


gi 


1652728 16542 


265678903 


265678902 
nce 23901 
riales; 


265678901 


265678794 
ce 39048 
riales; 
265678669 


265678661 


oraxellace 
265678643 
ence 61213 
nadales; 
265678625 
ence 63798 
nadales; X 
265678467 


265678449 


rkholderia 
265678448 


rkholderia 
265678447 


rkholderia 
228720981 


228721465 
sequence 
eria; Xant 


224581443 
ence 14222 
nadales; M 
224581439 
sequence 

ria; Xanth 


224581406 
1 sequence 
ria; Pseud 


224581402 
rkholderia 
219857425 
sequence 
a; Burkhol 


219878439 


anthomonad 


gi 


rkholderiaceae; 


Moraxellaceae; 


anthomonadaceae; 


Meiothermus. 


ref|NR_029211.1 
6 Burkholderia 


ref|NR_029210.1 


ref |NR_029209.1 
2 Burkholderia 


ref|NR_029099.1 


ref|NR_028974.1 
2 Psychrobacter 
ae; 
ref |NR_028966.1 
4 Psychrobacter 
ae; 


ref|NR_028948.1 


ref |NR_028930.1 
anthomonadaceae 


ref |NR_028770.1 


ref|NR_028751.1 


ceae; Pandoraea. 
ref|NR_028750.1 


ceae; Pandoraea. 
ref|NR_028749.1 


ceae; Pandoraea. 
ref|NR_027600.1 
hermus silvanus 


ref|NR_027606.1 
homonadales; 
ref|NR_027225.1 


oraxellaceae; 
ref|NR_027221.1 


omonadales; 
ref|NR_027187.1 
omonadales; 
ref|NR_024882.1 
ceae; 
ref 


NR_025013.1 


deriales; 


ref|NR_025578.1 


aceae; 


219878438 


ref|NR_025577.1 


1428427 142992 


Burkholderia glumae 
glumae Bacteria; 


Burkholderia. 


Burkholderia 


7 240544 Burkholderia pyrrocinia 
Burkholderiaceae; 


Burkholderia; 


Burkholderia cepacia 
cepacia Bacteria; 


Burkholderia; Burkholderia cepacia 


Chitinimonas 


2 392023 Chitinimonas taiwanensis 
Burkholderiaceae; 


Chitinimonas. 
Psychrobacter pulmonis 
pulmonis Bacteria; 


Psychrobacter. 


Psychrobacter faecalis 
faecalis Bacteria; 


Psychrobacter. 


Psychrobacter 


0 613627 Psychrobacter nivimaris 
Psychrobacter. 


Stenotrophomonas 


2 639478 Stenotrophomonas rhizophila 
7 


Stenotrophomonas. 
Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 
Xanthomonas. 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Xanthomonas arboricola 


1311542 1313043 Xanthomonas arboricola 
Xanthomonadaceae; 


Psychrobacter 


15 1423690 Psychrobacter maritimus 
Psychrobacter. 


Lysobacter 
1 Lysobacter 


Xanthomonadaceae; 


Psychrobacter 


1469465 1470990 Psychrobacter 
Moraxellaceae; 


Burkholderia ambifaria 


olderia ambifaria AMMD Bacteria; 
Burkholderia; Burkholderia cepacia 


Burkholderia 


1532915 1534322 Burkholderia 
Burkholderiaceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 
Thermomonas. 


Thermomonas fusca 


1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 


260386 Bacteria_16S 
strain NF11 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
260386 Bacteria_16S 
strain NF23 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
260386 Bacteria_16S 
LMG 19981 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
260386 Bacteria_16S 
marincola strain KMM 277 16S ribosomal RNA, partial seq 
marincola Bacteria; Proteobacteria; Gammaproteobacteria 
260386 Bacteria_16S 
submarinus strain 
submarinus Bacter 
260386 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


260386 Bacteria_16S 
ain LMG 21861 16S ribosomal RNA, parti 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


260386 Bacteria_16S 


strain LMG 21857 
Proteobacteria; 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 


260386 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


260386 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


260386 Bacteria_16S 


strain SW-47 16S 


Proteobacteria; G 


260386 Bacteria_16S 
n CB-226 16S ribosomal RNA, partial se 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


260386 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


Bacteria; Proteob 
acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


260386 Bacteria_16S 
strain RP5557 16S ribosomal RNA, parti 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


260386 Bacteria_16S 
in MD17 16S ribosomal RNA, partial seq 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


260386 Bacteria_16S 
n ATCC 19867 16S ribosomal RNA, partia 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


G 


1722604 1722526 15 


1724145 1724067 15 


1815198 1815120 15 


1825991 1825913 15 


1827469 1827391 15 


1850398 1850320 15 
n A50-7-3 16S ribosomal 
ria; Proteobacteria; 


1860838 1860760 15 
teria; 


Proteobacteria; 


1869999 1869921 15 


2042029 2041951 15 


cteria; Proteobacteria; 


2043588 2043510 15 
acteria; Proteobacteria; 


2045163 2045085 15 


2094158 2094080 15 
cteria; Proteobacteria; 


2101763 2101685 15 


2185049 2184971 15 


ria; Proteobacteria; 


2264167 2264089 15 


2318704 2318626 15 


2320296 2320218 15 
cteria; Proteobacteria; 
2625365 2625287 15 
Bacteria; 
2715661 2715583 15 
eria; Proteobacteria; 
2851424 2851346 15 


ria; Proteobacteria; 


260386 Bacteria_16S 
strain ATCC 19374 16S ribosomal RNA, partial sequence 


2852993 2852915 15 


KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 
260386 Bacteria_16S 
rain B1616/1 16S ribosomal RNA, partia 


train L2 16S ribosomal RNA, partial se 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
260386 Bacteria_16S 
rain SGM-6 16S ribosomal RNA, 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 


n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 
260386 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 
260386 Bacteria_16S 
rain AMX 19 16S ribosomal RNA, partial 


Proteobacteria; 


91 gi| 219878393 
1721510 17230 
or 
gi|219878392 
1723051 17245 
or 
gi|219878326 
1814099 18155 


91 


91 


axellace 


axellace 


ref |NR_025532.1 
00 Psychrobacter 
ae; Psychrobact 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobact 
ref|NR_025465.1 


e 


e 


Psychrobacter luti 
luti Bacteria; 
Ts 

Psychrobacter 
fozii Bacteria; 
ir, 


Fulvimonas soli strain 


fozii. 


95 Fulvimonas soli Bacteria; 


anthomonadaceae; Fulvimonas. 
91 gi|219878319|ref|NR_025458.1| Psychrobacter 
uence 1824887 1826314 Psychrobacter 
; Pseudomonadales; Moraxellaceae; Psychrobacter. 
91 gi|219878318|ref|NR_025457.1| Psychrobacter 
quence 1826365 1827792 Psychrobacter 
a; Pseudomonadales; Moraxellaceae; Psychrobacter. 
91 gi|219878302|ref|NR_025441.1| Thermomonas 
RNA, partial sequence 1849299 1850798 Thermomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
91 gi|219878294|ref|NR_025433.1| Alteromonas 
al sequence 1859752 1861233 Alteromonas 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
91 gi|219878288|ref|NR_025427.1| Glaciecola polaris 
93 Glaciecola polaris Bacteria; 
eromonadaceae; Glaciecola. 
91 gi|219878167|ref|NR_025306.1| Pseudoxanthomonas 


1 sequence 2040918 2042439 Pseudoxanthomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
91 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
quence 2042490 2044002 Stenotrophomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
91 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
2044053 2045572 Luteimonas mephitis Bacteria; 
anthomonadaceae; Luteimonas. 
91 gi|219878126|ref|NR_025265.1| Thermomonas 
partial sequence 2093069 2094546 Thermomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
91 gi|219878121|ref|NR_025260.1| Alteromonas marina 
2100672 2102160 Alteromonas marina Bacteria; 


eromonadaceae; Alteromon 

at gi|219857609|ref|NR_025198.1 

quence 2183928 218546 

Gammaproteobacteria; Xanthomonadales; Xanth 
91 gi|219857557|ref|NR_025145.1 

ence 2263050 2264581 Alcani 

Oceanospirillales; Alcanivoracacea 

91 gi|219857517|ref|NR_025105.1 

ence 2317582 2319121 Pseudo 
Xanthomonadales; Xanthomonadaceae; 

a1 gi|219857516|ref|NR_025104.1 

sequence 2319172 232071 

Gammaproteobacteria; Xanthomonadales; Xa 
91 gi|219857248|ref|NR_024878.1 

al sequence 2624254 262575 
Gammaproteobacteria; Xanthomonadales; 

91 gi|219857178|ref|NR_024806.1 

uence 2714566 271605 

Gammaproteobacteria; Pseudomonadales; Mora 
91 gi|219856890|ref|NR_024709.1 

1 sequence 2850317 285183 

Gammaproteobacteria; Pseudomonadales; Pseud 
91 gi| 219856889 |ref|NR_024708.1 


as. 
Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 


Pseudomonas geniculata 


2851886 2853382 Pseudomonas geniculata 


260386 Bacteria_16S 
strain ATCC 33616 
Bacteria; 
260386 Bacteria_16S 
strain GraMall 16 
Proteobacteria; 
260386 Bacteria_16S 

thiophila strain NZ27 
Bacteria; 
260386 Bacteria_16S 
strain LMG 471 16 
Proteobacteria; 
260386 Bacteria_16S 
strain LMG 8678 1 
Proteobacteria; 
260386 Bacteria_16S 
strain LMG 947 16 
Proteobacteria; 
260386 Bacteria_16S 
strain LMG 673 16 
Proteobacteria; 
260386 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
260386 Bacteria_16S 
strain LMG 690 16 
Proteobacteria; 
260386 Bacteria_16S 


strain LMG 733 16S ribos 


Proteobacteria; 
260386 Bacteria_16S 


strain LMG 847 16S ribos 


Proteobacteria; 
260386 Bacteria_16S 
strain LMG 8670 1 
Proteobacteria; 
260386 Bacteria_16S 
strain LMG 736 16 
Proteobacteria; 
260386 Bacteria_16S 
strain LMG 5743 1 
Proteobacteria; 
260386 Bacteria_16S 
strain LMG 5047 1 
Proteobacteria; 
260386 Bacteria_16S 
strain LMG 708 16 
Proteobacteria; 
260386 Bacteria_16S 
strain LMG 538 16 
Proteobacteria; 
260386 Bacteria_16S 


albilineans Bacteria; 
Xanthomonas. 
260386 Bacteria_16S 
strain DSM 7345 1 
Proteobacteria; 
260386 Bacteria_16S 


acidigallici Bacteria; 
Pelobacter. 
260386 Bacteria_16S 


S ribosomal RNA, 


Deltaproteobacteria; 


S ribos 


6S ribo 


Gammaproteobacteria; 


S ribos 


S ribos 


S ribos 


6S ribo 
Gammaproteobacteria; 


Proteobacteria; 


2857672 2857594 15 


3052528 3052450 15 


3161095 3161017 15 
16 
Deltaproteobacteria; 
3182237 3182159 15 


3183789 3183711 15 


3185341 3185263 15 


3186893 3186815 15 


3188445 3188367 15 
Proteobacteria; 


3189997 3189919 15 


3191549 3191471 15 


3193101 3193023 15 


3194651 3194573 15 


3196203 3196125 15 


3289743 3289665 15 


3291268 3291190 15 


3292820 3292742 15 


3294372 3294294 15 


3295922 3295844 15 


3489761 3489683 15 


3521497 3521419 15 
Proteobacteria; 


3693510 3693432 15 


hansonii strain AM6 16S ribosomal RNA, partial 


Bacteria; 
260386 Bacteria_16S 
palmitatis strain 
Bacteria; 
260386 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; 
91 
SDBY1 16S ribosomal RNA, partial sequence 37729 
Proteobacteria; Deltaproteobacteria; 
91 
strain 25-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


3774050 3773972 15 


4000174 4000096 15 


91 
16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
91 
complete sequence 3051418 30529 
Desulfuromonadales; 
91 
S ribosomal RNA, partial sequence 
Proteobacteria; 
91 
omal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
91 
somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 
91 
omal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
91 
omal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
91 
11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


91 
omal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
91 
omal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
91 
omal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
91 
somal RNA, partial sequence 3193552 31950 
Xanthomonadales; 
91 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
91 
6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
91 
6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
91 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
91 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
91 
albilineans strain LMG 494 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


91 
6S ribosomal RNA, partial sequence 3488653 34901 
Deltaproteobacteria; Desulfuromonadales; 
91 
acidigallici strain DSM 2377 16S ribosomal RNA, partial 
Deltaproteobacteria; 


91 


219856886 
28565 
Xanthomonadales; 

gi|219846887 


gi 


219846815 
31599 


gi 


Desulfuromonadales; 


gi| 219846800 
3181138 31826 
219846 


gi 799 


gi|219846798 
3184240 31857 


gi| 219846797 
3185792 31872 


gi|219846796 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 
219846 


gi 792 


gi|219846791 
3195102 31966 


gi|219846728 


gi|219846727 


gi| 219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


Xanthomon 
gi|219846724|ref|NR_026316.1 
equence 3294823 329632 


gi|219846583 


219846562 
sequence 
Desul 


gi 


219846442 
36924 


gi 
sequence 
Methylococcales; 
gi| 219846382 


Desulfuromonadales; 
gi|219846225 


57 2858059 Pseud 


Xanthomonadaceae; 


Pelobacteraceae; 


80 3161460 Desul 


sulfuromonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadales; 


Xanthomonadales; 


25 Desulfuromusa 
Desulfuromonadaceae; 
ref 


furomonadales; 


ref 
15 3693865 Methyl 
Methy 
ref 
41 3774411 Desulf 


ref 


ref|NR_024705.1 


ref |NR_026479.1 


ref|NR_026407.1 
De 


ref|NR_026392.1 


ref|NR_026391.1 
ref 


NR_026390.1 


ref|NR_026389.1 


ref|NR_026388.1 


187344 318884 


Ww 


ref |NR_026387.1 
Xanthomon 
ref|NR_026386.1 
Xanthomon 
ref|NR_026385.1 
Xanthomon 
ref|NR_026384.1 
Xanthomon 
ref |NR_026383.1 
Xanthomon 
ref|NR_026320.1 
Xanthomon 
ref|NR_026319.1 
Xanthomon 
ref|NR_026318.1 
Xanthomon 


ref|NR_026317.1 


Xanth 


ref|NR_026175.1 
Des 
NR_026154.1 
3520389 352188 
P 


NR_026033.1 


lococcaceae; 
NR_025973.1 


Desulfuromonad 


Pseudomonas cissicola 


omonas cissicola 


Xanthomonas. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Desulfuromonas 


furomonas thiophila 


Desulfuromonas. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonadaceae; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonadaceae; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Pelobacter 
2 Pelobacter 
elobacteraceae; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 


NR_025815.1 


Silanimonas lenta 


3999120 4000501 Silanimonas lenta Bacteria; 


Silanimon 


as. 


260386 Bacteria_ 


alimentarius stra 
alimentarius Bact 


Psychrobacter. 
260386 Bacteria_ 


strain TF-22T 16S 
G 
260386 Bacteria_1 


Proteobacteria; 
strain SGT-108 16 


Proteobacteria; 


Proteobacteria; 


Aestuariibacter. 


260386 Bacteria_1 
salexigens strain 
salexigens Bacter 


Aestuariibacter. 


260386 Bacteria _1 
neutrophila strai 
neutrophila Bacte 


Halorhodospira. 


260386 Bacteria_16S 


strain Td-21 16S 


G 
260386 Bacteria 1 
strain SGT-39 16S 
G 
260386 Bacteria_1 
halophilus strain 
halophilus Bacter 


16S 4022817 4022739 15 91 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; 


16S 4045581 4045503 15 91 


ribosomal RNA, partial sequence 


gi 


6S 4068121 4068043 15 91 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
6S 4069661 4069583 15 91 
ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; 
6S 4128698 4128620 15 91 


gi 
Cox 
gi 
Cox 
gi 
ia; Proteobacteria; Gammaproteobacteri 


6S 4130187 4130109 15 91 gi 


ia; Proteobacteria; Gammaproteobacteri 


6S 1787739 1787650 5 91 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


3855856 3855795 30 91 
ribosomal RNA, partial sequence 


gi 


Gammaproteobacte 
4044490 40 
ammaproteobacteria; Alteromonadales; Alt 
4067035 40 


4068567 40 


JC2043 16S ribosomal RNA, partial seq 


JC2042 16S ribosomal RNA, partial seq 


3854781 38562 


219846208 
equence 
ria; Pseud 


219846190 
459 
eromonad 
219846174 
685 
iellaceae; 
219846173 
700 
iellaceae; 
219846131 
uence 

a; Alte 


219846130 
uence 
a; 


219878344 
equence 
ia; Chroma 


, 


219846325 


romonad 


Alteromonad 


tial 


ref|NR_025798.1 
4021723 402321 
omonadales; Mora 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


ref|NR_025780.1| Alteromonas litorea 
45 Alteromonas litorea Bacteria; 
aceae; Alteromonas. 
ref|NR_025764.1| Aquicella siphonis 
16 Aquicella siphonis Bacteria; 
Aquicella. 
ref|NR_025763.1| Aquicella lusitana 
48 Aquicella lusitana Bacteria; 
Aquicella. 
ref|NR_025721.1 
4127615 412904 
ales; Altero 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


ref|NR_025720.1 
129099 413053 


ales; Altero 


rs 


ref |NR_025483.1 
1786631 178798 
es; Ectothio 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

260386 Bacteria_16S 5615 5566 42 91 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

260386 Bacteria_16S 7076 7027 42 91 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

260386 Bacteria_16S 8534 8485 42 91 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

260386 Bacteria_16S 63170 63121 42 91 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
260386 Bacteria_16S 64678 64629 42 91 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

260386 Bacteria_16S 67708 67659 42 91 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

260386 Bacteria_16S 75305 75256 42 91 gi| 265679014] ref |NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

260386 Bacteria_16S 76681 76632 42 91 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

260386 Bacteria_16S 90115 90066 42 91 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

260386 Bacteria_16S 97903 97854 42 91 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

260386 Bacteria_16S 99413 99364 42 91 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
260386 Bacteria_16S 113136 113087 42 91 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

260386 Bacteria_16S 122459 122410 42 91 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


acteria; Deltaproteobacteria; 


121373 122854 Desulforhabdus amnigena 
Syntrophobacterales; 


Syntrophobacteraceae; Desulforhabdus. 


260386 Bacteria_16S 


strain KB740 16S 
Proteobacteria; 


strain ATCC 15468 
Proteobacteria; 


strain A30 16S ri 
Proteobacteria; 


equigenitalis Bac 


260386 Bacteria_16S 
strain C4D1M 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
260386 Bacteria_16S 
phenazinium strain A 1 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
260386 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


260386 Bacteria_16S 


strain Benl02 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
260386 Bacteria_16S 


strain Benl104 16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


260386 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


260386 Bacteria_16S 


strain 166 16S ri 


B 


G 
260386 Bacteria_16S 


G 


157372 157323 42 


178660 178611 

16S ribosomal RNA, 
ammaproteobacteria; 
196974 196925 42 
bosomal RNA, partial se 


42 


206327 206278 42 


teria; Proteobacteria; 


235281 235232 42 


236917 236868 42 


249354 249305 42 
Bacteria; Proteobacter 


250852 250803 42 


252334 252285 42 


253809 253760 42 


255284 255235 42 
1 RNA, partial sequence 


261161 261112 42 
bosomal RNA, partial se 


91 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
260386 Bacteria_16S 


91 


91 
quence 


91 gi| 265678926 |ref|NR_029234.1 

sequence 205252 206750 

Betaproteobacteria; Burkholderiales; Alca 
91 gi|265678905|ref|NR_029213.1 
234235 235834 Burkholderia 

rkholderiaceae; Burkholder 

91 gi|265678904|ref|NR_029212.1 

nce 235885 237406 Burkho 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
260386 Bacteria_16S 


riales; Burkholderiaceae; 

91 gi|265678896|ref|NR_029204.1 

al sequence 248268 249768 

ia; Betaproteobacteria; Neisseriales; Nei 

91 gi| 265678895 |ref|NR_029203.1 
249819 25124 

hodobacteraceae; Amaricocc 

91 gi|265678894|ref|NR_029202.1 
251300 25272 

hodobacteraceae; Amaricocc 

91 gi| 265678893 |ref|NR_029201.1 

quence 252777 254201 

ia; Rhodobacterales; Rhodo 

91 gi| 265678892 |ref|NR_029200.1 

254252 255652 Afipia broomeae Bacte 


gi 


265678958 


156293 15781 


gi 


partial sequence 
Aeromonadales; 


gi 


Aer 


ocyclaceae 
265678944 
17756 
omonadacea 
265678932 


195893 19735 


ammaproteobacteria; Methylococcales; M 
260386 Bacteria_16S 


equigenitalis strain N480/82 16S ribosomal RNA, partial 


strain Sgly2 16S ribosomal RNA, parti 


n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


ia; Rhizobiales; Bradyrhizobiaceae; Af 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


260386 Bacteria_16S 


CFN 42 16S riboso: 
Alphaproteobacter 


260386 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


260386 Bacteria_16S 
rhabdoformis stra 


Bacteria; Proteob 


260386 Bacteria_16S 


strain CDC F5101 
Proteobacteria; B 
vibrioformis stra 
vibrioformis Bact 


260386 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


berkhoffii 
berkhoffii 


subsp. 
subsp. 


marinus strain MH 
Bacteria; Proteob 


260386 Bacteria_16S 


strain MB312 16S 


273253 273204 42 
mal RNA, partial sequen 
ia; Rhizobiales; Rhizob 
280843 280794 42 


cteria; Proteobacteria; 
285461 285412 42 
acteria; Deltaproteobac 
289911 289862 42 
16S ribosomal RNA, 
294580 294531 42 


eria; Chlorobi; Chlorob 


308278 308229 42 
S ribosomal RNA, 


318785 318736 42 


342022 341973 42 


acteria; Gammaproteobac 
352376 352327 42 
ribosomal RNA, partial 


rain PCA 16S ribosomal RNA, partial se 


in M16 16S ribosomal RNA, partial sequ 


etaproteobacteria; Burkholderiales; Al 
260386 Bacteria_16S 
in 6030 16S ribosomal RNA, partial seq 


etaproteobacteria; Burkholderiales; Co: 
260386 Bacteria_16S 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
260386 Bacteria_16S 
-110 16S ribosomal RNA, partial sequen 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


260386 Bacteria_16S 


strain 941 16S ri 


353836 353787 42 


355295 355246 42 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
260386 Bacteria_16S 


strain AS130 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


ethylococc 


ipia. 
91 gi| 265678887 |ref|NR_029195.1 
quence 260171 26154 
biaceae; Rhizobium/Agrobac 
91 gi| 265678878 |ref|NR_029184.1 
ce 272240 273697 Rhizobium etli Bacter 
iaceae; Rhizobium/Agrobacterium group; Rh 
91 gi| 265678873 |ref|NR_029179.1 
quence 279814 281221 
Deltaproteobacteria; Desulfuromonadales; 
91 gi|265678870|ref|NR_029176.1 
ence 284384 285824 Desulf 
teria; Desulfobacterales; Desulfobulbacea 
91 gi| 265678867 |ref|NR_029173.1 
complete sequence 288824 290348 Bordet 
caligenaceae; Bordetella. 
91 gi|265678864|ref|NR_029170.1 
uence 293547 295005 
ia; Chlorobiales; Chlorobiaceae; Prosthec 
91 gi| 265678855 |ref|NR_029161.1 
complete sequence 307188 30872 
mamonadaceae; Comamonas. 
91 gi| 265678848 |ref|NR_029153.1 
ial sequence 317746 319177 
bacteria; Rhizobiales; Bar 
91 gi|265678830|ref|NR_029135.1 
ce 340936 342344 Hydrog 
teria; Thiotrichales; Piscirickettsiacea 
91 gi| 265678823 |ref|NR_029128.1 
sequence 351363 35277 
biaceae; Rhodobium. 
91 gi|265678821|ref|NR_029126.1 
352821 35423 
Hyphomicrobiaceae; Rhodoplanes. 
91 gi|265678820|ref|NR_029125.1 


ref|NR_029266.1 


; Azoarcus. 
ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029240.1 


aceae; Methylomi 


e: 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Aeromonas punctata 
nas punctata Bacteria; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Taylorella 
Taylorella 
ligenaceae; Taylorella. 
Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 

Microvirgula 

Microvirgula 
sseriaceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Geobacter 

Geobacter 
Geobacteraceae; 


Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Bordetella holmesii 
ella holmesii Bacteria; 


Prosthecochloris 
Prosthecochloris 
ochloris. 

Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Rhodobium orientis 


v 


0 Rhodobium orientis Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


354284 355690 Rhodoplanes elegans Bacteria; 


Hyphomicrobiaceae; Rhodoplanes. 


260386 Bacteria_16S 


strain E-1-A 16S 
Proteobacteria; A 


260386 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


260386 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


260386 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


260386 Bacteria_16S 


strain PL7HG1 16S 
Proteobacteria; A 


260386 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


260386 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


260386 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


260386 Bacteria_16S 


strain HTCC2506 1 
Proteobacteria; A 


260386 Bacteria_16S 


strain E7107 16S 
Proteobacteria; A 


260386 Bacteria_16S 


strain 5424 16S r 
Proteobacteria; A 


260386 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


260386 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


260386 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


260386 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


260386 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


260386 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


260386 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


260386 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


260386 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


260386 Bacteria_16S 


strain 173-96 16S 
Proteobacteria; A 


260386 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


356775 356726 42 91 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

364250 364201 42 91 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
371686 371637 42 91 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


373184 373135 42 91 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


383843 383794 42 91 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
386986 386937 42 91 
03 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; 
416362 416313 42 91 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
431699 431650 42 91 gi 
in MDA5605 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


gi 


Brady 
gi 

sequence 

Xanthomo 


gi 


439505 439456 42 91 gi 


265678818 


355741 35715 


Sphingomon 
265678812 
ence 36326 
terales; C 
265678807 
quence 
eria; Rhod 
265678806 
quence 
teria; Sph 


265678799 


382807 38428 


rhizobiace 
265678797 

38592 
nadales; S 
265678777 


415329 41680 


les; Methy 
265678767 
sequence 

ria; Rhodo 


265678762 


6S ribosomal RNA, partial sequence 438478 43991 


lphaproteobacteria; Rhizobiales; Auran 
447158 447109 42 91 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
448690 448641 42 91 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
463944 463895 42 91 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
465454 465405 42 91 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
468458 468409 42 91 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


483762 483713 42 91 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 

493110 493049 30 91 gi 


bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
499261 499212 42 91 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500813 500764 42 91 gi 


timonadace 
265678757 


446125 44760 


Acetobacte 
265678756 


447654 44913 


Acetobacte 
265678742 
sequence 

ia; Rhizob 
265678741 


464412 46582 


Rhodospiri 
265678739 


467397 46889 


rkholderia 
265678729 

sequence 

ynergistal 
265678723 


492024 49353 


1lteromonad 
265678719 
ence 49817 
riales; Co 
265678718 


6S ribosomal RNA, partial sequence 499730 50125 


etaproteobacteria; Burkholderiales; Co: 
528252 528203 42 91 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
537370 537321 42 91 gi 
osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
560320 560271 42 91 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

561857 561808 42 91 gi 
ain 170-96 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


260386 Bacteria_16S 


576945 576896 42 91 gi 


mamonadace 
265678700 

52719 
nadales; M 
265678694 


536318 53780 


tiliaceae; 
265678679 


559287 56077 


Acetobacte 
265678678 
sequence 

eria; Rhod 


265678668 


ref |NR_029123.1 
7 Sphingopyxis 
adaceae; Sphingo 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029112.1 

370665 372098 
obacterales; Rho 


’ 


ingomonadal 


ref|NR_029104.1 
ae; Bradyrhizobi 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 

ref |NR_029082.1 


lobacteriaceae; 
ref |NR_029072.1 
430661 432145 
spirillales; Ace 
ref |NR_029067.1 


Fulvimarina. 
NR_029062.1 


ae; 
ref 


race 
ref 


ae; Roseomon 
NR_029061.1 


raceae; Roseomon 
ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref |NR_029046.1 


llaceae; Inquili 
ref |NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref|NR_029034.1 

482698 484170 
es; Synergistace 
ref |NR_029028.1 
5 Marinobacter 
aceae; Marinobac 
ref |NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy 
ref |NR_029023.1 


ae; Hydrogenopha 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref|NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref|NR_028984.1 


raceae; Roseomon 
ref |NR_028983.1 

560822 562307 
ospirillales; Ac 


ref |NR_028973.1 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Sphingomonas 
Sphingomonas 


phingomonadaceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Roseomonas gilardii 
Roseomonas gilardii 

tobacteraceae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Ancylobacter 
Ancylobacter 

teraceae; Ancylobacter. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Burkholderia terricola 


terricola Bacteria; 


ia. 
Dethiosulfovibrio 
Dethiosulfovibrio 

ae; Dethiosulfovibrio. 
Marinobacter sediminum 


sediminum Bacteria; 


ter. 

Hydrogenophaga 
enophaga defluvii 
drogenophaga. 

Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Enhydrobacter 

obacter aerosaccus 

hydrobacter. 
Caminibacter profundus 


profundus Bacteria; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Acidovorax 


valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


260386 Bacteria_16S 
strain LF13 16S r 


Caldithrix. 


260386 Bacteria_16S 
strain Ppe8 16S r 


Proteobacteria; B 


260386 Bacteria_16S 
W-51 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
265678638 
1 sequence 
acteria; Proteobacteria; Epsilonproteobacteria; 

265678631 
628893 63029 
Rhodospiri 
265678618 


hassiacum strain 
Bacteria; Proteob 


260386 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


260386 Bacteria_16S 


strain CE2105 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
260386 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


260386 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


260386 Bacteria_16S 
H4560 16S ribosomal RNA, partial sequence 
rillales; 

265678598 
675861 67745 
ae; 
265678597 
677507 67890 
llaceae; 
265678596 
n OgA9a 16S ribosomal RNA, partial sequence 

ia; 
265678595 
680477 68183 
etaproteobacteria; Neisseriales; Neisseriaceae; 

265678594 


entanii strain LT 
Bacteria; Proteob 


260386 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


260386 Bacteria_16S 


strain SCII24 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
260386 Bacteria_16S 


grignonense strai 
grignonense Bacte 


260386 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


260386 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


260386 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


260386 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


260386 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


260386 Bacteria_16S 698129 698080 42 91 gi| 265678584 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 69711 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
260386 Bacteria_16S 715950 715901 42 91 gi| 265678571 
strain TH-3 16S ribosomal RNA, partial sequence 714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
260386 Bacteria_16S 720649 720600 42 91 gi| 265678568 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


260386 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


260386 Bacteria_16S 


strain MDA5527 16 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
260386 Bacteria_16S 


strain 3-p 16S ri 
Proteobacteria; A 


260386 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


582953 582904 42 91 
ibosomal RNA, partial sequence 


gi 


acteria; Alphaproteobacteria; 
620805 620756 42 91 gi 
train AM1116 16S ribosomal RNA, partia 


629907 629858 42 91 
ribosomal RNA, partial sequence 


gi 


649868 649819 42 91 gi 


B2 16S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; 
676980 676931 42 91 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
678539 678490 42 91 gi 
ribosomal RNA, partial sequence 


Rhodospi 
gi 


Bruce 


679984 679935 42 91 gi 
ria; Proteobacteria; Alphaproteobacter 
681504 681455 42 91 gi 


ibosomal RNA, partial sequence 


682909 682860 42 91 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
685876 685827 42 91 gi 


Desulfob 
gi 
sequence 


acteria; Deltaproteobacteria; 
687442 687393 42 91 
80 16S ribosomal RNA, partial 
acteria; Deltaproteobacteria; Desulfob 
688996 688947 42 91 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


ain ACM 2498 16S ribosomal RNA, partia 


739035 738986 42 

P6-12 16S ribosomal RNA, 
acteria; Betaproteobacteria; Burkholde 
742080 742031 42 91 gi 
S ribosomal RNA, partial sequence 


91 gi 


743573 743524 42 91 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
757882 757833 42 91 gi 


gi 


ria; Proteobacteria; Betaproteobacteria; 


260386 Bacteria_16S 


strain Al 16S rib 


759383 759334 42 91 gi 
osomal RNA, partial sequence 


265678664 
581868 58337 


588968 588919 42 91 gi| 265678660 
ibosomal RNA, partial sequence 587905 58931 
etaproteobacteria; Burkholderiales; Burkholderia 

593441 593392 42 91 gi| 265678657 


acteria; Alphaproteobacteria; Rhizobiales; Beije 
660208 660159 42 91 gi| 265678609 

RNA, partial sequence 659171 660617 Morax 

ia; Pseudomonadales; Moraxellaceae; Moraxella. 
667821 667772 42 91 gi| 265678604 


eriaceae; 
265678592 
In04 16S ribosomal RNA, partial sequence 
acterales; 
265678591 


acterales; 
265678590 
equence 

ria; 


1 sequence 
teria; Proteobacteria; Alphaproteobacteria; 


265678555 
complete sequence 73794 
riales; 
265678553 
741046 74252 
Acetobacte 
265678551 
742578 74395 
Rhodospiri 
265678541 
n AU3313 16S ribosomal RNA, partial sequence 


265678540 
758305 759815 Alysiella filiformis Bacteria; 


59240 


64884 


66678 


Anaero 


ie} 


Rhizob 


68188 


68477 


68634 


Desul 


Caul 


Ox 


Burkhol 


ref|NR_028969.1 


ref |NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028943.1 
19766 621178 
Nautiliales; Nau 
ref |NR_028936.1 


a 


llaceae; Roseosp 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028914.1 
ella canis Bacte 


ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref|NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref|NR_028901.1 
678955 680426 
iales; Brucellac 
ref |NR_028900.1 


Neisseria. 
ref |NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref |NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref |NR_028876.1 


Aminobacter 
NR_028872.1 
19632 721036 
obacterales; Cau 


eae; 
ref 


~ 


ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028857.1 


race 
ref 


ae; Roseomon 
NR_028855.1 


llaceae; Rhodoci 
ref |NR_028845.1 
756798 758254 
deriales; Burkho 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Burkholderia tropica 


tropica Bacteria; 


ia. 
Novosphingobium 

hingobium hassiacum 

e; Novosphingobium. 
Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 

Methylocapsa 
ocapsa acidiphila 
hylocapsa. 

Moraxella canis strain 
ria; Proteobacteria; 


Gluconacetobacter 
acetobacter entanii 
; Gluconacetobacter. 
Anaerobaculum mobile 
mobile Bacteria; 


Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 

Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 


ref|NR_028844.1 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 


Alysiella filiformis 


260386 Bacteria_16S 
strain V33 16S ri 
B 


Proteobacteria; 


strain SW-45 16S 
Proteobacteria; 


strain M39 16S ri 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylop 
260386 Bacteria_16S 794605 794556 42 91 gi|265678516|ref|NR_028819.1 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizob 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
260386 Bacteria_16S 806926 806877 42 91 gi| 265678508 |ref|NR_028811.1 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermo 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodes 
Thermodesulfobacterium. 

260386 Bacteria_16S 813122 813073 42 91 gi|265678504|ref|NR_028807.1 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioal 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospirace 
260386 Bacteria_16S 823707 823658 42 91 gi| 265678497 |ref|NR_028800.1 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
260386 Bacteria_16S 825247 825198 42 91 gi| 265678496 |ref|NR_028799.1 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacte 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

260386 Bacteria_16S 826749 826700 42 91 gi|265678495|ref|NR_028798.1 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

260386 Bacteria_16S 834482 834433 42 91 gi|265678490|ref|NR_028793.1 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Zymomonas. 

260386 Bacteria_16S 835984 835935 42 91 gi| 265678489 |ref|NR_028792.1 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomona 
Sphingomonadaceae; Zymomonas. 

260386 Bacteria_16S 843506 843457 42 91 gi|265678484|ref|NR_028787.1 
strain AMX51 16S ribosomal RNA, partial sequence 842468 84394 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
260386 Bacteria_16S 853929 853880 42 91 gi| 265678477 |ref|NR_028780.1 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


260386 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


260386 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


260386 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


260386 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


260386 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


260386 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


260386 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
260386 Bacteria_16S 


strain LSv21 16S 


G 
260386 Bacteria_16S 
strain J1 16S rib 
Proteobacteria; Alphaproteobacteria; 
260386 Bacteria_16S 


760937 760888 42 91 
bosomal RNA, partial sequence 


gi 


763918 763857 30 91 
ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
768471 768422 42 91 gi 
osomal RNA, partial sequence 
Rhizobiales; 
788525 788476 42 91 
bosomal RNA, partial sequence 


gi 


gi 


in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


860180 860131 
osomal RNA, partial 
eltaproteobacteria; Desulfuromonadales 
872330 872281 42 91 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


42 
sequence 


91 gi 


873880 873831 42 91 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
901097 901048 42 91 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
902631 902582 42 91 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


gi 


907240 907191 42 91 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


908731 908682 42 91 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
922786 922737 42 91 gi 
ribosomal RNA, partial sequence 


Hypho: 


265678539 


759866 76120 
etaproteobacteria; Neisseriales; Neiss 
260386 Bacteria_16S 


eriaceae; 
265678537 


762839 76433 
Alteromonad 


265678534 


767437 76891 
microbiace 


265678520 


787469 78896 


quence 
ria; Desul 


265678472 


859076 86059 


; Geobacte 
265678464 
sequence 

ria; Rhodo 


265678463 


872811 87416 


rkholderia 
265678444 
e 90001 
hales; Pis 
265678443 
quence 
eria; Chro 
265678440 
al sequenc 
eria; Desu 


265678439 


907717 90916 


Erythrobac 
265678430 


ref |NR_028843.1 
Neisseria. 
ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref|NR_028838.1 


ae; Devosia. 
ref |NR_028824.1 
2 Methylophaga 


852834 85435 
fobacterales; D 


7 
e 
ref|NR_028775.1 
raceae; Geobacte 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 


ref |NR_028766.1 


ceae; Cupriavidu 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028745.1 

901557 903021 
matiales; Ectoth 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 

Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 

Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


rs 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 

Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


, 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 


ref |NR_028732.1 


Desulfofrigus fragile 


921679 923198 Desulfofrigus fragile Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 


260386 Bacteria_16S 924357 924308 42 91 gi| 265678429 |ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
260386 Bacteria_16S 925901 925852 42 91 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

260386 Bacteria_16S 927455 927406 42 91 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

260386 Bacteria_16S 942804 942755 42 91 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

260386 Bacteria_16S 944367 944318 42 91 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

260386 Bacteria_16S 945930 945881 42 91 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

260386 Bacteria_16S 947490 947441 42 91 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

260386 Bacteria_16S 949056 949007 42 91 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

260386 Bacteria_16S 950617 950568 42 91 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

260386 Bacteria_16S 952176 952127 42 91 gi| 265678411 |ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

260386 Bacteria_16S 953727 953678 42 91 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

260386 Bacteria_16S 955287 955238 42 91 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

260386 Bacteria_16S 956780 956731 42 91 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

260386 Bacteria_16S 998369 998320 42 91 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
260386 Bacteria_16S 999881 999832 42 91 gi| 265678378 |ref|NR_028680.1| Thiomicrospira 
chilensis strain Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
260386 Bacteria_16S 1001401 1001352 42 91 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

260386 Bacteria_16S 1002926 1002877 42 91 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

260386 Bacteria_16S 1013452 1013403 42 91 gi|265678369|ref|NR_028671.1| Moraxella caviae 
strain GP1ll1 16S ribosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

260386 Bacteria_16S 1014948 1014899 42 91 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

260386 Bacteria_16S 1016444 1016395 42 91 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

260386 Bacteria_16S 1017941 1017892 42 91 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

260386 Bacteria_16S 1025657 1025608 42 91 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 1026037 Rhizobium yanglingense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
260386 Bacteria_16S 1027189 1027140 42 91 gi|265678360|ref|NR_028662.1| Desulfobacca 


acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 


1026088 102759 


1 Desulfobacca 


acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfobacca. 
260386 Bacteria_16S 


thermophila strain I78 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
260386 Bacteria_16S 


strain 7-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 


260386 Bacteria_16S 


strain 7-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


260386 Bacteria_16S 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, parti 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodopseudomonas. 
260386 Bacteria_16S 
yabuuchiae strain 
Bacteria; 
260386 Bacteria_16S 
strain W1-2B 16S 


260386 Bacteria_16S 
strain JCM 21370 


1030189 1030140 42 


1036331 1036282 42 


1037871 1037822 42 


1057638 1057589 42 


1068240 1068191 42 


1069739 1069690 42 


1071233 1071184 42 


91 


91 


91 


91 


91 


91 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


91 


gi 


gi 


1035238 10367 


gi 


1036784 10382 


gi 


gi 


Al-18 16S ribosomal RNA, partial sequ 
Proteobacteria; Alphaproteobacteria; 


gi 


1068707 1070133 Brevundimonas 
aulobacteraceae; 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


260386 Bacteria_16S 
tardaugens strain 
Bacteria; 
260386 Bacteria_16S 


1074149 1074100 42 


1078543 1078494 42 


91 


91 


gi 


ARI-1 16S ribosomal RNA, partial sequ 
Proteobacteria; Alphaproteobacteria; 


gi 


strain DAPP-PG 224 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


260386 Bacteria_16S 
strain 21F-2 16S 


260386 Bacteria_16S 


strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense B 
Sphingomonadales; 


Alphaproteobacteria; 
260386 Bacteria_16S 


indonesiensis strain 5H-1 16S ribosomal RNA, partial se 
indonesiensis Bacteria; Proteobacteria; Alphaproteobact 


Acetobacter. 
260386 Bacteria_16S 
strain NBRC 13755 
Bacteria; 
260386 Bacteria_16S 


1080053 1080004 42 


1084520 1084471 42 


1093778 1093729 42 


1095219 1095170 42 


1096663 1096614 42 


91 


ribosomal RNA, partial sequence 


91 


91 


Sphingomonadales; 


gi 


265678358 


265678354 


265678353 


265678339 


265678332 


Sphingomonadales; 


265678331 


265678330 


16S ribosomal RNA, partial sequence 1070184 10716 


265678328 


265678324 


265678323 


1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


Sphingomonadacea 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


91 gi 
Rhodospi 
91 gi 


orleanensis strain NBRC 13752 16S ribosomal RNA, partia 
orleanensis Bacteria; Proteobacteria; Alphaproteobacter 


Acetobacter. 
260386 Bacteria_16S 


dehalogenans 2CP-1 16S r 
2CP-1 Bacteria; Proteobacteria; 


Anaeromyxobacter. 
260386 Bacteria_16S 
wolinii strain DB 
Bacteria; 
Syntrophobacter. 
260386 Bacteria_16S 


witflariensis strain W-5 
witflariensis Bacteria; 


Sphingopyxis. 
260386 Bacteria_16S 


phragmitetus strain C6-1 


phragmitetus Bacteria; 
Pannonibacter. 
260386 Bacteria_16S 


strain Ter6 16S ribosoma 


16S ribosomal 
Proteobacteria; 


1120959 1120910 42 


1126978 1126929 42 


1142113 1142064 42 


1143634 1143585 42 


1146676 1146627 42 


1 RNA, partial sequence 


91 


91 


91 


91 


91 


gi 


ibosomal RNA, partial sequence 
Deltaproteobacteria; My 


gi 


RNA, partial sequence 


Deltaproteobacteria; Syntroph 


gi 


0 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobact 


gi 


9 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacte 


gi 


265678320 


e; 
265678314 
quence 
eria; 


265678313 
10942 

rillales; 

265678312 


ia; 


228716127 
11198 


253680772 
11259 


253680762 
quence 
eria; Sphi 
253680761 
quence 

ria; 


253680759 


1145612 11470 


228719312 
ence 11713 
istia; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
260386 Bacteria_16S 1172418 1172369 42 91 gi 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequ 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synerg 
Dethiosulfovibrio. 

260386 Bacteria_16S 1179986 1179937 42 91 gi 
C91 16S ribosomal RNA, partial sequence és 


228717704 


10291 
Thiotrichales; 


alobacteraceae; 


al sequence 1056603 105808 
Rhizobiales; 


ence 1073137 1074554 Novosp 
Sphingomonadales; 


1077529 1078967 Sphing 
Sphingomonadaceae; 


Sphingobium. 


Rhodospirillales; Ac 


1 sequence 
Rhodospirillales; 


xococcales; 


obacterales; Syntrophobact 


Rhodobacterales; 


alobacteraceae; 


Synergistales; 


ref|NR_028660.1 


ref|NR_028656.1 


ref |NR_028655.1 
Curvibacter. 


ref|NR_028641.1 


ref|NR_028634.1 


ref |NR_028633.1 


ref |NR_028632.1 
Tistrel 
ref |NR_028630.1 
Sphingomonadacea 
ref |NR_028626.1 


Sphingo 
ref |NR_028625.1 
Acetobac 


ref|NR_028622.1 


ref|NR_028616.1 
1092739 109419 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028614.1 

1095628 109707 
Acet 


ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


ref |NR_028020.1 
86 1127376 Syntro 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


ref|NR_028009.1 
1142608 114408 
Rhod 


ref |NR_028007.1 


ref|NR_027582.1 
45 1172849 Dethio 
Syne 


Syntrophobacterales; Syntrophaceae; 


Thiomicrospira 


05 1030582 Thiomicrospira thermophila 
Piscirickettsiaceae; Thiomicrospira. 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
Herbaspirillum. 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 
mamonadaceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 


Bradyrhizobiaceae; 


Sphingomonas 


ence 1067203 1068656 Sphingomonas yabuuchiae 
Sphingomonadaceae; 


Sphingomonas. 
Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 
Rhodospirillaceae; 


la. 

Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 
Acetobacteraceae; 


ter. 
Sphingobium amiense 
acteria; Proteobacteria; 


Acetobacter 
2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 

acter peroxydans 

; Acetobacter. 
Acetobacter 

0 Acetobacter 

obacteraceae; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
Collimonas. 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


ref|NR_027566.1 


Nitrosomonas eutropha 


178919 1180416 Nitrosomonas eutropha C91 Bacteria; 


Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 


260386 Bacteria_16S 


13501 


Proteobacteria; B 


260386 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


260386 Bacteria_16S 


DSM 18053 16S rib 
Bacteria; Bactero 


260386 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


260386 Bacteria_16S 


DSM 14365 16S rib 
Bacteria; Proteob 


260386 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


260386 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


260386 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


260386 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


260386 Bacteria_16S 


temperatum strain 
temperatum Bacter 


260386 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


260386 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


260386 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


260386 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


260386 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


260386 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


260386 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


260386 Bacteria_16S 


subsp. ureaphilum 
facile subsp. ure 
Hyphomicrobium. 


260386 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


260386 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


260386 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


16S ribosomal RNA, 


1193541 1193492 42 

complete sequence 
etaproteobacteria; Burkholderiales; Al 
1198203 1198154 42 91 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1199642 1199593 42 91 gi 
osomal RNA, partial sequence 
idetes; Sphingobacteria; Sphingobacter 
1201132 1201083 42 91 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1210292 1210243 42 91 gi 
osomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
1220703 1220642 30 91 


91 gi 


Myxococc 
gi 


bacillales; Carnobacteriaceae; Allofus 
1232865 1232816 42 91 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1238958 1238909 42 91 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1240474 1240425 42 91 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1243462 1243413 42 91 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1259924 1259875 42 91 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1267514 1267465 42 91 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1270624 1270575 42 91 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


1272081 1272032 42 
1 RNA partial sequence 
ia; Desulfobacterales; 
1283864 1283815 42 


91 gi 
Desulfobacterac 
91 gi 


etaproteobacteria; Burkholderiales; Bu 
1292990 1292929 30 91 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


1309604 1309555 42 91 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


1311077 1311028 42 91 gi 
strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


1338721 1338672 42 91 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


1340194 1340145 42 91 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1348000 1347951 42 91 gi 
in MPOB 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Deltaproteo 
eae; Syntrophobacter. 


260386 Bacteria_16S 


1192457 1193978 


1198618 


1209193 12106 


6S ribosomal RNA, partial sequence 1219617 12211 


1266430 12679 


1271016 1272493 Desul 


16S ribosomal RNA, partial sequence 1282800 12842 
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228715504 
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rkholderia 
228715480 
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iales; Fle 
228715386 
ce 12000 
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tis. 
219878271 
quence 
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219878163 
sequence 
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219878162 
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a; Rhizobi 
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sequence 

ia; Desulf 


219846399 


eae; Desul 
219846066 


rkholderia 
228716433 
tial seque 
oteobacter 


228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


228721484 
quence 


bacteria; 


228721340 
sequence 
oteobacter 


228720860 
uence 
bacteria; 


1353969 1353920 42 91 gi 


ref 
tell 


NR_027537.1 
a hinzii LM 
ae; Bordetella. 
ref|NR_027534.1 
31 1198567 Ramli 
les; Comamonadac 
ref|NR_027533.1 


xibacteraceae; 
ref|NR_027531.1 
61 1201579 Amino 
istaceae; Amino 
ref|NR_027522.1 


ocys 
ref 


tineae; 
NR_025501.1 


ref|NR_025410.1 

1231844 123328 
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ref |NR_025302.1 

1237929 123939 
biales; Phyllob 
ref|NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_026014.1 
ceae; Massilia. 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


ref 
fone 
fonema. 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


NR_025990.1 
ma magnum Ba 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_027607.1 
1337638 133913 
Burkholderiales; 
ref|NR_027605.1 
1339181 134062 
ia; Rhodospirill 
ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


228720330 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 


ref|NR_027591.1 
1352934 135441 


G 


b 


b 
b 


Barto 


a 


Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 
Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 
D 


yadobacter. 
Aminobacterium 
acterium colombiense DSM 
acterium. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
Hali 


angiaceae; Haliangium. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 

Deinococcus 

occus radiopugnans ATCC 

einococcus. 

Massilia timonae 


23 Massilia timonae Bacteria; 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Burkholderia hospita 


hospita Bacteria; 


ia. 

Marinobacter 

4 1293412 Marinobacter 
les; Alteromonadaceae; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 
Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Gluconacetobacter 
8 Gluconacetobacter 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 


260386 Bacteria_16S 
hamburgensis stra 
Proteob 
260386 Bacteria_16S 


Bacteria; 


strain MT1-641 16 
Proteobacteria; 


naphthalenivorans 
CJ2 Bacteria; 
Bacteria; 


strain STM815 16S 
Bacteria; 


strain STM678 16S 


Proteobacteria; 


bacteriovorus HD1 
Bdellovibrio. 


260386 Bacteria_16S 
nodulans strain O 


nodulans ORS 2060 
Methylobacterium. 


260386 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


260386 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
260386 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


260386 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


260386 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


260386 Bacteria_16S 


strain S-3 16S ri 


Proteobacteria; Alphaproteobacteria; 
260386 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


260386 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


260386 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


260386 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


260386 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


260386 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


260386 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


B 
260386 Bacteria_16S 


Pro 
260386 Bacteria_16S 
silvestris strain 
Proteob 
260386 Bacteria_16S 


Proteob 
260386 Bacteria_16S 


B 
260386 Bacteria_16S 
bacteriovorus str 


1365892 1365843 42 91 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1373629 1373580 42 91 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1376722 1376673 42 91 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1381130 1381081 42 91 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1387215 1387166 42 91 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388730 1388681 42 91 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1390202 1390153 42 91 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; Deltaprot 


1397608 1397559 42 91 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


1399132 1399083 42 91 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1400617 1400568 42 91 gi 
RNA, partial sequence 
Sphingomonadales; 
1405107 1405058 42 91 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1406583 1406534 42 91 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


ence 


les; 


ce 


ce 
les; 


1387667 


rkhol 


eobac 


nce 
nadac 


Sphin 


ocyst 


quenc 
eria; 


1408048 1407999 42 91 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1414109 1414060 42 91 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
1424818 1424769 42 91 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1438761 1438712 42 91 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1446453 1446404 42 91 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1455502 1455453 42 91 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1457011 1456962 42 91 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1462951 1462890 30 91 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1465998 1465949 42 91 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


Rhod 
gi 


Rhod 
gi 


Rhod 


260386 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


artia 
acter 


Sphin 


ocycl 


1437684 1 


ocycl 


14453911 


oraxe 
seque 
ence 
riale 
ence 


nadal 


ocycl 


1469008 1468959 42 91 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


gi 


228719040 


228717983 
1372563 
rkhol 
228717818 
older 
228717274 


228716754 

1386182 

riale 
228716720 


228716586 
seque 


228715764 
uence 
bacte 
228715357 
228715353 
1399580 1401060 Sphin 


219857153 
1404010 14055 


219857143 


219846657 


224581449 
1413085 1 


224581442 
14237411 


224581429 
224581423 
224581417 
ia; Ae 
224581416 
224581411 
224581409 


14649241 


224581407 


ref 
13648 
Bradyrhiz 
ref 
13740 
deriaceae; 
ref 

13756 
iales; Co 
ref 
13801 
Beijerinc 
ref 
13876 
s; Burkho 
ref 


lderiac 


13891 
deria 


ceae; 


ref 
1389197 1 
Bd 


nce 
teria 


v 


ref 

1396599 1 
ria; Rhizobiales 
ref 
13980 
eae; Gemmatimona 
ref 
gomo 
adac 
ref 


nas wit 


gomon eae; Sp 


; Ha 
ref Pa 
1405568 1 
ospirillale 


ineae 


e 
Rhod 


ref 
uenc 
phin 


1 seq 1 


Las S 


e 


ref 
4145 
omonadac 


ref 


g eae; Sp 


4252 
ceae 


+ Th 
ref 


a auera. 
4391 
ceae 


¢ Th 
ref 


a auera. 
4468 


llaceae; Psychro 


nce 
romonada 
ref 

1 


s 


4559 
Al 


: cali 


ref 


genacea 


1 
e 


4618 
s; Alter 
ref 
33 Azoarcus 
; Azoarcus. 
ref 


omonada 


4664 


aceae 


Zoogloea. 


NR_027578.1 
67 1366328 Nitro 
obiaceae; N 
NR_027569.1 
50 Burkholderia 
Burkholde 
NR_027567.1 
65 1377116 Polar 
mamonadacea 
NR_027561.1 
15 1381523 Methy 
kiaceae; Me 
NR_027555.1 
16 Burkholderia 


NR_027554.1 
46 Burkholderia 
Burkholde 
NR_027553.1 


ellovibrion 


NR_027539.1 


NR_027529.1 
84 1399529 Gemma 


NR_027525.1 


NR_024781.1 
17 Haliangium tepidum Bacteria; 
liangiaceae; 
NR_024771.1 


NR_026249.1 
gomonadales 


NR_027233.1 
01 Sphingobium cloacae Bacteria; 


NR_027224.1 
51 Thauera phenylacetica Bacteria; 


NR_027211.1 
79 Thauera aminoaromatica Bacteria; 


NR_027204.1 
81 Psychrobacter 


NR_027198.1 


NR_027192.1 
62 1463368 Marino 


NR_027190.1 
buckelii Bacteria; 


NR_027188.1 
1467942 1469414 Zoogloea resiniphila Bacteria; 
Rhodocyclaceae; 


b 


i 


r 


fo} 


1 
it 


eae; 


xr 


39049 


a 


3980 
7 Me 


3 
t 


t 


Ss. 


i 
fo} 


tich 
hing 


’ 


40698 
s; Ac 


40703 


v 


hingo 


bacte 


4559 
romo 


1 
n 


e; Ac 


ceae; 


e: 


tuberum STM678 


Nitrobacter 
acter hamburgensis X14 
trobacter. 
Burkholderia unamae 


unamae MTI-641 Bacteria; 


Las 

Polaromonas 
monas naphthalenivorans 
Polaromonas. 
Methylocella 
ocella silvestris BL2 
hylocella. 
Burkholderia phymatum 


v 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 
Bacteria; 
es 

Bdellovibrio 
0 Bdellovibrio 


les; Bdellovibrionaceae; 


Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Gemmatimonas 
imonas aurantiaca T-27 


Sphingomonas wittichii 
i RW1 Bacteria; 

monas. 

Haliangium tepidum 


Haliangium. 
Acetobacter 
1 Acetobacter 
etobacteraceae; 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Sphingobium cloacae 


bium. 
Thauera phenylacetica 


Thauera aminoaromatica 


Psychrobacter arenosus 
arenosus Bacteria; 

ry 

Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 
Achromobacter 


66 1457283 Achromobacter ruhlandii 


hromobacter. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Azoarcus buckelii 


Zoogloea resiniphila 


260386 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


260386 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


260386 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


260386 Bacteria_16S 


strain SO2 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
260386 Bacteria_16S 


strain SA35 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
260386 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


260386 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


260386 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


260386 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


260386 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


260386 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


260386 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


260386 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


260386 Bacteria_16S 


strain CM243 16S 
Proteobacteria; A 


260386 Bacteria_16S 


stercoricanis str 
stercoricanis Bac 


260386 Bacteria_16S 


strain T4 16S rib 
Proteobacteria; A 


260386 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


260386 Bacteria_16S 


strain IBS S6874 


Proteobacteria; G 


260386 Bacteria_16S 


strain DSM 5901 1 
Proteobacteria; A 


260386 Bacteria_16S 
somal RNA, partial sequence 1648203 1649649 Stell 


DSM 5900 16S ribo 
Alphaproteobacter 


260386 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


260386 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


260386 Bacteria_16S 


bosomal RNA, partial sequence 
Rhizo 


gi 


bi 
1493302 1493253 42 91 
ibosomal RNA, partial sequence 
Xanth 
1496288 1496239 42 91 gi 

16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1508251 1508202 42 91 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


ob 


da 


mp 
pr 


1515693 1515644 42 91 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


1 
te 


1570031 1569982 42 91 gi 
n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1571567 1571518 42 91 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1573047 1572998 42 91 gi 
c 16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
1580637 1580588 42 91 gi 
CFNEI 156 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 
1582146 1582097 42 91 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1615834 1615785 42 91 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1623442 1623393 42 91 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1629444 1629395 42 91 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Beije 
1634049 1634000 42 91 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1646260 1646211 42 91 gi 


ce 
le 


al 
te 
le 
se 


a; 


al 
ri 
au 
eq 
ase 
ri 


eq 


v 


ammaproteobacteria; Aeromonadales; Aer 
1647724 1647675 42 91 gi 


om 


ia; Rhodospirillales; Acetobacteraceae; 


1650713 1650664 42 91 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1656856 1656807 42 91 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1687269 1687220 42 91 gi 


ob 


s 
er 


1472085 1472036 42 91 gi|224581405 
EY3860 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; Burkhold 
1481223 1481174 42 91 gi| 219878371 
ain K601 16S ribosomal RNA, partial sequence 
1 Bacteria; Proteobacteria; Betaproteobacteria; 
1485736 1485687 42 91 gi| 219857250 
in A-1BS 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhizo 
1487249 1487200 42 91 gi| 219857235 


1486230 14876 


219846714 
1492298 14937 
219846691 


219846303 


219878113 


219878173 


219878156 


219857383 


219878491 


219878490 
219878466 
1614821 16162 
219878461 
219878457 
1628419 16298 
219878454 
219878446 
16S ribosomal RNA, partial sequence 1645204 16466 


219878444 


6S ribosomal RNA, partial sequence 1646706 16481 
lphaproteobacteria; Rhodospirillales; Acetobacte 
1649221 1649172 42 91 gi| 219878443 


219878442 
1649700 16511 


219878437 


219878417 


aceae; R 


acterace 


14952 
les; Aer 


lete seq 


oteobact 


sequence 
ria; Rhi 


15690 


s; Phyll 


sequenc 
ria; Aer 


15720 


s; Brady 


quence 


Rhizobi 


sequenc 
a; Rhodo 


lobacter 
uence 
a; Burkh 
nckiacea 
uence 


Aeromona 


onadacea 


Stella. 


acterace 


equence 
ia; Rhiz 


ref |NR_027186.1 
1471041 147236 
eriales; Alcalig 
ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026306.1| Xanthobacter agilis 

11 Xanthobacter agilis Bacteria; 

ae; Xanthobacter 
ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_025893.1 
uence 150715 
eria; Neisserial 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


, 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


ref|NR_025252.1 
1514694 151610 
zobiales; Phyllo 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 
Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Sinorhizobium 
0 Sinorhizobium 
ae; 


, 


ref|NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
aceae; Woodsholea. 
ref|NR_025600.1] Sutterella 
1622384 1623838 Sutterella 
olderiales; Alcaligenaceae; 


Rhodovarius 
8 Rhodovarius 


Sutterella. 


ref|NR_025596.1| Methylocella tundrae 

34 Methylocella tundrae Bacteria; 

e; Methylocella. 

ref|NR_025593.1| Oceanisphaera 
1632974 1634479 Oceanisphaera 

dales; Aeromonadaceae; Oceanisphaera. 

ref|NR_025585.1| Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


e; Aeromonas. 

ref|NR_025583.1] Stella vacuolata 

52 Stella vacuolata Bacteria; 

raceae; Stella. 

ref|NR_025582.1| Stella humosa strain 


a humosa Bacteria; Proteobacteria; 
ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 

ae; Labrys. 
ref|NR_025576.1 


1655822 165727 


Ochrobactrum 
4 Ochrobactrum 
obiales; Brucellaceae; Ochrobactrum. 


margaritifer strain N2-214 16S ribosomal RNA, partial sequence 


ref|NR_025556.1| Tepidiphilus 
1686206 1687661 Tepidiphilus 


margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 


Tepidiphilus. 
260386 Bacteria_16S 1701224 1701175 42 91 gi| 219878407 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 17016 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
260386 Bacteria_16S 1704294 1704245 42 91 gi|219878405 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 
260386 Bacteria_16S 1725644 1725595 42 91 gi| 219878391 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
260386 Bacteria_16S 1742336 1742287 42 91 gi| 219878379 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 

thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonad 
Anaerobiospirillum. 
260386 Bacteria_16S 1749934 1749885 42 91 gi| 219878374 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
260386 Bacteria_16S 1751426 1751377 42 91 gi| 219878373 
strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
260386 Bacteria_16S 1766631 1766582 42 91 gi| 219878360 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 17655 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
260386 Bacteria_16S 1769598 1769549 42 91 gi| 219878358 
strain 525 16S ribosomal RNA, partial sequence 1768558 17700 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
260386 Bacteria_16S 1828854 1828805 42 91 gi| 219878317 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 

alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodoba 
260386 Bacteria_16S 1830404 1830355 42 91 gi| 219878316 
limicola strain GolChil 16S ribosomal RNA, complete sequence 

limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocycla 
260386 Bacteria_16S 1836457 1836408 42 91 gi| 219878311 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodo 
Sterolibacterium. 
260386 Bacteria_16S 1845761 1845712 42 91 gi| 219878305 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
260386 Bacteria_16S 1851855 1851806 42 91 gi| 219878301 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 18521 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
260386 Bacteria_16S 1868508 1868459 42 91 gi| 219878289 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; 
Chelatococcus. 
260386 Bacteria_16S 


Rh 


1873080 1873031 42 91 gi| 219878286 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 18734 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
260386 Bacteria_16S 1879122 1879073 42 91 gi| 219878282 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 

thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
260386 Bacteria_16S 1888526 1888477 42 91 gi| 219878273 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 

schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudom 
260386 Bacteria_16S 1890015 1889966 42 91 gi| 219878272 
chacoense strain PR5 16S ribosomal RNA, partial sequence 18889 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
260386 Bacteria_16S 1896245 1896196 42 91 gi| 219878267 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 18966 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfoba 
260386 Bacteria_16S 1897792 1897743 42 91 gi| 219878265 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
260386 Bacteria_16S 1899335 1899286 42 91 gi| 219878264 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
260386 Bacteria_16S 1913900 1913851 42 91 gi| 219878253 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 19128 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


ref|NR_025546.1 
aceae; Glaciecol 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025530.1 
ae; Comamonas. 
ref|NR_025518.1 

1741287 174278 
ales; Succinivib 


, 


ref|NR_025513.1 


race 
ref 


ae; Acetobac 
NR_025512.1 


raceae; Acetobac 
ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref |NR_025497.1 


Nautilia. 
ref|NR_025456.1 
1827843 182926 
cterales; Hypho 
ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref|NR_025444.1 


; Maricaulis 
NR_025440.1 


ceae 
ref 


llaceae; Roseosp 
ref |NR_025428.1 

1867493 186885 
izobiales; Beije 


ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025412.1 
1887472 188893 
onadales; Moraxe 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025404.1 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 


260386 Bacteria_16S 1923165 1923116 42 91 gi| 219878246 


monadaceae; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 

Methylocystis 

7 Methylocystis 

taceae; Methylocystis. 
Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 

Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Sterolibacterium 

8 Sterolibacterium 

yclaceae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Chelatococcus 

8 Chelatococcus 

rinckiaceae; 


Acinetobacter parvus 
parvus Bacteria; 
rs 
Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 


ref|NR_025385.1 


Ralstonia 


mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 


mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Ralstonia. 


260386 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


260386 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


260386 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


strain EDIV 16S r 
Proteobacteria; A 


260386 Bacteria_16S 
ain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
Hydrogenophilales; Hydrogenophilaceae; 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


260386 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


260386 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


260386 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


260386 Bacteria_16S 
il 16S ribosomal RNA, partial 
acteria; Deltaproteobacteria; 
260386 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


strain Cm al3 16S 


Proteobacteria; 


lanuginosus Bacte 
Chondromyces. 


260386 Bacteria_16S 


apiculatus strain 


Chondromyces. 


260386 Bacteria_16S 
ferrugineus strain Cb fel8 16S ribosomal RNA, 
ferrugineus Bacteria; 


Cystobacteraceae; 


260386 Bacteria_16S 
jannaschiana strain ATCC 
jannaschiana Bacteria; 
260386 Bacteria_16S 

strain DSM 2665 16S ribos 
Proteobacteria; Alphaproteobacteria; 
260386 Bacteria_16S 


strain ATCC 15260 


strain MCS 25 16S 


strain MCS 18 16S 


Maricaulis. 


1936859 1936810 42 


teria; Proteobacteria; 


1939835 1939786 42 


1947583 1947534 42 


1956587 1956538 42 


lphaproteobacteria; 
1964315 1964266 42 


teria; Proteobacteria; 


1965832 1965783 42 
is Bacteria; 


1970228 1970179 42 


1971633 1971584 42 


1979430 1979381 42 


1982531 1982482 42 


1984116 1984067 42 
ria; Proteobacteria; 


1985700 1985651 42 


1987287 1987238 42 


Proteobacteria; 
Cystobacter. 
2013460 2013411 42 


2014920 2014871 42 


2016389 2016340 42 


2017880 2017831 42 
ribosomal RNA, 


2019352 2019303 42 


2020824 2020775 42 


260386 Bacteria_16S 
strain ATCC 15257 16S ribosomal RNA, partial sequence 


2022292 2022243 42 


ibosomal RNA, partial sequence 


Proteobacteria; 


91 


ain 23310 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


91 


in DSM 5686 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


91 


6S ribosomal RNA, partial sequence 1946525 19480 
etaproteobacteria; Burkholderiales; Alcaligenaceae; 
260386 Bacteria_16S 


91 


Sphingomonadales; 


91 


Betaproteobacteria; 


91 


is strain G 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


91 


ain GSF71 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


91 


n GSF30 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteria; 


91 


91 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 
260386 Bacteria_16S 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


91 


91 


Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; 


Myxococ 

91 gi| 219878204 
complete sequence 

Deltaproteobacteria; Myxoco 

91 gi| 219878187 

sequenc 


33883 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


91 


omal RNA, partial sequence 2013915 20153 
Rhodobacterales; Hyphomonada 


91 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
260386 Bacteria_16S 


Sphingomonadales; 


91 


partial sequence 
Proteobacteria; Alphaproteobacteria; 
260386 Bacteria_16S 


Rhodobacterales; 


91 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
260386 Bacteria_16S 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


91 


91 


sequence 
Desulfobacterales; 


Sorangiineae; 


gi| 219878237 


gi|219878235 


gi|219878230 


gi|219878224 
1955571 19570 
gi|219878219 


gi|219878218 


gi| 219878215 


gi|219878214 
Burkhol 


219878209 
19783 


gi 


gi|219878207 
1981436 19829 


gi|219878206 


Myxoco 


gi|219878205 


Rhodo 


gi|219878186 


219878185 
20153 
Sphingomon 
gi| 219878184 
2016867 20182 
Hyphomonada 
gi| 219878183 
2018337 20197 


gi 


gi|219878182 


gi|219878181 


Burkholderiales; 


Sphingomonadaceae; 


Rhodospirillales; 


Rhodobacterales; 


ref|NR_025376.1 


ref|NR_025374.1 


ref |NR_025369.1 
Bordetella. 
ref |NR_025363.1 
16 Sphingomonas 


ref|NR_025358.1 


ref|NR_025357.1 
1964797 196621 


ref|NR_025354.1 
1969231 197053 


ref|NR_025353.1 
1970584 197204 
deriales; 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025346.1 
73 Chondromyces 
Polyangiaceae; 
ref|NR_025345.1 
1983024 198455 
ccales; 


ref|NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 


ceae; 
ref|NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025323.1 


ceae; Maricaulis 
ref |NR_025322.1 


ceae; Maricaulis 
ref|NR_025321.1 

2019809 202123 
H 


ref|NR_025320.1 


Burkholderiales; 


Comamonas 


1935800 1937297 Comamonas 
Comamonadaceae; 


Comamonas. 
Methylobacterium 


1938810 1940249 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Sphingomonas pituitosa 


pituitosa Bacteria; 
Sphingomonas. 


Thiobacillus 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


Azospirillum 
3 Azospirillum 


Rhodospirillaceae; 


Herbaspirillum 
9 Herbaspirillum 


Oxalobacteraceae; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Chondromyces robustus 


robustus Bacteria; 
Chondromyces. 


Chondromyces 
8 Chondromyces 


Sorangiineae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Hyphomonas. 


Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter fusiformis 


2021281 2022719 Caulobacter fusiformis 


Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 


260386 Bacteria_16S 
strain ATCC 15253 


260386 Bacteria_16S 
strain LMG 317541 
Proteobacteria; 
260386 Bacteria_16S 


260386 Bacteria_16S 
strain 47Lol 16S 


260386 Bacteria_16S 
defragrans strain 
Bacteria; 
260386 Bacteria_16S 


260386 Bacteria_16S 


260386 Bacteria_16S 

Soel 16S ribosomal RNA, 
Gammaproteobacteria; Xan 
260386 Bacteria_16S 


Nitratireductor. 
260386 Bacteria_16S 
pentaromativorans strain 
pentaromativorans Bacter 
Novosphingobium. 
260386 Bacteria_16S 
strain SW-46 16S 
Proteobacteria; Alphapro 
260386 Bacteria_16S 
strain AU2944 16S riboso 
Proteobacteria; Betaprot 
260386 Bacteria_16S 
strain ALC-2 16S 
Proteobacteria; Alphapro 
260386 Bacteria_16S 
strain H-8 16S ribosomal 
Proteobacteria; Alphapro 
260386 Bacteria_16S 
taiwanensis strain LS-29 
taiwanensis Bacteria; Ac 
Rubrobacteraceae; Rubrob 
260386 Bacteria_16S 
strain YKJ-103 16S ribos 
Proteobacteria; Gammapro 
260386 Bacteria_16S 


henchirensis Bacteria; P 
260386 Bacteria_16S 
strain 7d 16S ribosomal 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
2222782 2222733 42 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Rhizobiales; 


260386 Bacteria_16S 


Bacteria; Proteobacteria 
260386 Bacteria_16S 


15286 Bacteria; Thermode 
Thermodesulfatator. 
260386 Bacteria_16S 


hongkongensis Bacteria; 
260386 Bacteria_16S 

Bacteria; Proteobacteria 
Rhizobium. 
260386 Bacteria_16S 


2023781 2023732 42 
16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 
2026850 2026801 42 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aeromonadacea 
2068121 2068072 42 
strain 58Eu 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
2069653 2069604 42 
ribosomal RNA, partial sequence 

Proteobacteria; Betaproteobacteria; Rhodocyclales; 
2074290 2074241 42 
54Pin 16S ribosomal RNA, partial sequence 20732 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
2075778 2075729 42 
strain IBS 506 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
2085031 2084982 42 
strain IBS 382 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
2089577 2089528 42 


2113848 2113799 42 
US6-1 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 


2118456 2118407 42 
ribosomal RNA, 


2175975 2175926 42 


2224314 2224265 42 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 22232 
Thermodesulfobacteriales; 


2230468 2230419 42 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 
2245587 2245538 42 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 
Rhizobiales; 


2256425 2256376 42 


91 


91 


91 


91 


91 


91 


91 


91 
partial sequence 
thomonadales; 
91 


91 


91 
partial sequence 
teobacteria; 
91 
mal RNA, partial sequence 
eobacteria; 
91 
partial sequence 
teobacteria; 
91 
RNA, partial sequence 


91 
tinobacteria; 
acter. 


91 


teobacteria; 


91 
roteobacteria; 
91 
RNA, partial sequence 


91 


; Alphaproteobacteria; 
91 


sulfobacteria; 
91 


Proteobacteria; 
91 


; Alphaproteobacteria; 


91 


Rhodocyclaceae 


Rhodocyclaceae 


2088549 2089942 Nevsk 
Sinobacteraceae; 
2098666 2098617 42 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 
2123021 2122972 42 


Burkholderiales; 
2151734 2151685 42 
ribosomal RNA, 
Sphingomonadales; 
2154659 2154610 42 


teobacteria; Rhodospirillales; 
2156155 2156106 42 
3 16S ribosomal RNA, partial sequence 
Rubrobacteridae; 


omal RNA, partial sequence 

Pseudomonadales; 
2178995 2178946 42 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 
2221371 2221322 42 


219878180 
20227 


gi 


219878178 
20257 


gi 


gi|219878145 
2067059 20685 


gi|219878144 
2068593 20700 


gi| 219878141 


Al 
gi|219878139 
2074760 20762 


gi|219878133 
2084014 20854 


gi|219878130 


Nevskia. 
219878123 


gi 
Rhizo 


219857659 
sequenc 


gi 


gi| 219857656 
2117441 21188 
Erythrobac 
gi| 219857653 
2121958 21233 
Burkholderia 
gi| 219857634 
2150729 21521 
Erythrobac 
gi| 219857632 
2153652 21550 
Acetobacte 
219857631 


gi 
Rubrobacte 


gi|219857616 
2174910 21764 

Moraxellace 
gi|219857614 
Burkho 
gi|219857585 
2220358 22217 


219857584 
22217 


gi 


gi|219857583 


gi| 219857579 


219857569 
22445 


gi 


Xanthobacteraceae; Xa 


Neisseriales; 


Rhizobiaceae; 


ref |NR_025319.1 


aceae; 
ref |NR_025317.1 


Aeromonas. 
NR_025284.1 


e; 
ref 


; Thauera. 
ref|NR_025283.1 


; Thauera. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; 
ref|NR_025278.1 


Bartonella. 
ref|NR_025272.1 


Bartonella. 
ref |NR_025269.1 
ia ramosa Bacter 


ref |NR_025262.1 
2097632 209908 
biales; 


ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025242.1 


ceae; Ralstonia. 
ref |NR_025223.1 


teraceae; Porphy 
ref|NR_025221.1 


raceae; Rubritep 
ref|NR_025220.1 

2155131 215660 
rales; Rubrobact 


ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref |NR_025203.1 
177978 217937 
lderiales; Comam 
ref|NR_025173.1 
41 Xanthobacter 
ae; 
ref|NR_025172.1 
92 2223169 Xantho 


ND 


ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


ref = 
78 2245989 Rhizob 
Rhizobi 


gi|219857562 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 


Caulobacter henricii 


70 2024208 Caulobacter henricii Bacteria; 
Caulobacter. 


Aeromonas popoffii 


59 2027165 Aeromonas popoffii Bacteria; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 


Castellaniella. 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Nitratireductor 
7 Nitratireductor 


Phyllobacteriaceae; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Rubrobacter 

6 Rubrobacter 

erineae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 
i 

Ramlibacter 
0 Ramlibacter 
onadaceae; Ramlibacter. 
Xanthobacter viscosus 


viscosus Bacteria; 
Xanthobacter. 


Xanthobacter 

bacter aminoxidans 
nthobacter. 
Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


ref|NR_025150.1 
2255320 225677 


Desulfobulbus 
6 Desulfobulbus 


mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfobulbus. 


260386 Bacteria_16S 


2262598 2262549 42 91 gi 


219857558 


ref|/NR_025146.1 


Thermodesulfobacterium 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

260386 Bacteria_16S 2265703 2265654 42 91 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 

260386 Bacteria_16S 2274890 2274841 42 91 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

260386 Bacteria_16S 2276424 2276375 42 91 gi|219857549|ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

260386 Bacteria_16S 2287045 2286996 42 91 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

260386 Bacteria_16S 2296047 2295998 42 91 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

260386 Bacteria_16S 2297513 2297464 42 91 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

260386 Bacteria_16S 2300478 2300429 42 91 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

260386 Bacteria_16S 2301944 2301895 42 91 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

260386 Bacteria_16S 2303505 2303444 30 91 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

260386 Bacteria_16S 2305044 2304995 42 91 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

260386 Bacteria_16S 2315690 2315641 42 91 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
strain KCTC 12005 16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

260386 Bacteria_16S 2330779 2330730 42 91 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 


strain IPT10 16S 


Proteobacteria; B 


260386 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


260386 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


260386 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


260386 Bacteria_16S 


denitrificans str 
denitrificans Bac 


260386 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


260386 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


260386 Bacteria_16S 


caledonica strain 
caledonica Bacter 


260386 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2333861 2333800 30 91 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 
2350339 2350290 42 91 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2351857 2351808 42 91 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2353371 2353322 42 91 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2354908 2354859 42 91 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2385312 2385263 42 91 gi 


rk 


al 
e; 


en 
le 


ne 


ue 
ri 


nc 
ob 


etaproteobacteria; Burkholderiales; Burk 
2386836 2386787 42 91 gi 
LMG 19076 16S ribosomal RNA, partial 

ia; Proteobacteria; Betaproteobacteria 
2395942 2395893 42 91 gi 
S ribosomal RNA, partial sequence 


lphaproteobacteria; Rhizobiales; Barto 


se 


, 


ne 


260386 Bacteria_16S 


2329695 23312 


219857507 


219857494 


219857493 


219857492 


219857491 


219857470 


16S ribosomal RNA, partial sequence 2384259 23857 


219857469 


219857463 
2394935 23963 


holderia 
sequenc 
Actinom 
ce 23493 
s; Hypho: 


23507 
rgistace 


nce 


a; Burkh 


e 23538 
acterale 
holderia 
quence 


Burkhold 


llaceae; 


2400462 2400413 42 91 gi 


219857460 


ceae; Burkholder 
ref|NR_025095.1 
e 2332775 233429 
ycetales; Strept 


ref |NR_025082.1 
35 2350745 Hyphom 
microbiaceae; Hy 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025051.1 


Bartonella. 
ref|NR_025048.1 


chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


17 Burkholderia sacchari Bacteria; 


ia. 

Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 
Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Desulfomonile 
omonile limimaris 
Desulfomonile. 
Burkholderia fungorum 


’ 


fungorum Bacteria; 


ia. 

Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


2399427 240087 


Hyphomicrobium 
3 Hyphomicrobium 


260386 Bacteria_16S 2411208 2411159 42 91 gi| 219857453 |ref|NR_025041.1| Tepidimonas ignava 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

260386 Bacteria_16S 2425129 2425080 42 91 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
260386 Bacteria_16S 2428041 2427992 42 91 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

260386 Bacteria_16S 2437034 2436985 42 a1 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

260386 Bacteria_16S 2441636 2441587 42 91 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
260386 Bacteria_16S 2456850 2456801 42 91 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 2455783 2457213 Aeromonas 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonadaceae; Aeromonas. 

260386 Bacteria_16S 2458280 2458231 42 91 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

260386 Bacteria_16S 2459771 2459722 42 91 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

260386 Bacteria_16S 2461262 2461213 42 91 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

260386 Bacteria_16S 2469010 2468961 42 91 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
260386 Bacteria_16S 2471996 2471947 42 91 gi|219857402|ref|NR_024990.1| Thioalkalivibrio 
versutus strain AL2 16S ribosomal RNA, partial sequence 2470921 2472353 Thioalkalivibrio versutus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
260386 Bacteria_16S 2473502 2473453 42 91 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

260386 Bacteria_16S 2498895 2498846 42 91 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

260386 Bacteria_16S 2500432 2500383 42 91 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

260386 Bacteria_16S 2509586 2509537 42 91 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

260386 Bacteria_16S 2524756 2524707 42 91 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 

260386 Bacteria_16S 2532331 2532282 42 91 gi|219857356|ref|NR_024944.1| Cupriavidus pauculus 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

260386 Bacteria_16S 2538217 2538168 42 91 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

260386 Bacteria_16S 2539622 2539573 42 91 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 2539930 Hyphomonas hirschiana Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

260386 Bacteria_16S 2540952 2540903 42 91 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

260386 Bacteria_16S 2543797 2543748 42 91 gi|219857348|ref|NR_024936.1| Hydrogenophaga 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
260386 Bacteria_16S 2545354 2545305 42 91 gi| 219857347 |ref|NR_024935.1| Acidovorax facilis 


strain CCUG 2113 


Proteobacteria; B 


260386 Bacteria_16S 


strain ATCC 19624 


etaproteobacteria; Burkholderiales; Co: 


16S ribosomal RNA, partial sequence 2544276 25457 


mamonadace 


2546910 2546861 42 91 gi 
16S ribosomal RNA, partial sequence 


219857346 


ae; Acidovorax. 


86 Acidovorax facilis Bacteria; 


ref|NR_024934.1 


Hylemonella gracilis 


2545837 2547323 Hylemonella gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 


260386 Bacteria_16S 


strain C-29 16S r 


2549950 2549901 42 91 
ibosomal RNA, partial sequence 


gi 


219857344 
2548929 25503 


ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

260386 Bacteria_16S 2560701 2560652 42 91 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

260386 Bacteria_16S 2568346 2568297 42 91 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

260386 Bacteria_16S 2576103 2576054 42 91 gi|219857284|ref|NR_024915.1| Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
260386 Bacteria_16S 2619244 2619195 42 91 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

260386 Bacteria_16S 2623763 2623714 42 91 gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
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2652825 2652776 42 91 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
ibosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2654311 2654262 42 91 gi|219857222|ref|NR_024850.1| Azoarcus communis 
ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2661789 2661740 42 91 gi|219857216|ref|NR_024844.1| Methylorhabdus 
n DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
acteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

2663170 2663121 42 91 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
bosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
lphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

2675294 2675245 42 91 gi|219857206|ref|NR_024834.1| Thiobacter 
in C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
acteria; Betaproteobacteria; Thiobacter. 

2676758 2676709 42 at gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
ibosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
psilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

2696035 2695986 42 91 gi|219857191|ref|NR_024819.1| Saccharibacter 
S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 

2709730 2709681 42 91 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
ibosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

2714112 2714063 42 91 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
eltaproteobacteria; Myxococcales; Enhygromyxa. 

2718710 2718661 42 91 gi|219857176|ref|NR_024804.1| Herbaspirillum 
strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

2730941 2730892 42 91 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

2741299 2741250 42 91 gi|219857160|ref|NR_024788.1| Agarivorans albus 


S ribosomal RNA, partial sequence 
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lbus Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 


260386 Bacteria_16S 2744315 2744266 42 91 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

260386 Bacteria_16S 2750017 2749968 42 91 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

260386 Bacteria_16S 2762093 2762044 42 91 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

260386 Bacteria_16S 2781751 2781702 42 91 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

260386 Bacteria_16S 2810334 2810285 42 91 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

260386 Bacteria_16S 2825380 2825331 42 91 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

260386 Bacteria_16S 2836070 2836021 42 91 gi|219856900|ref|NR_024721.1| Burkholderia 
kururiensis strain KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
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260386 Bacteria_16S 3655431 3655382 42 91 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

260386 Bacteria_16S 3656910 3656861 42 91 gi| 219846467 |ref|NR_026059.1| Rhizobium giardinii 
strain H152 16S ribosomal RNA, partial sequence 3655877 3657353 Rhizobium giardinii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
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260386 Bacteria_16S 3789115 3789066 42 91 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

260386 Bacteria_16S 3795157 3795108 42 91 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

260386 Bacteria_16S 3801166 3801117 42 91 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium ciceri Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

260386 Bacteria_16S 3804236 3804187 42 91 gi|219846360|ref|NR_025951.1]| Bordetella pertussis 
strain 18323 16S ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

260386 Bacteria_16S 3805750 3805701 42 91 gi|219846359|ref|NR_025950.1| Bordetella 
parapertussis strain 522 16S ribosomal RNA, partial sequence 3804660 3806123 Bordetella 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
260386 Bacteria_16S 3807264 3807215 42 91 gi|219846358|ref|NR_025949.1| Bordetella 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
260386 Bacteria_16S 3813416 3813367 42 91 gi|219846354|ref|NR_025945.1]| Aeromonas 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 

260386 Bacteria_16S 3816489 3816440 42 91 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

260386 Bacteria_16S 3839188 3839139 42 91 gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
260386 Bacteria_16S 3875662 3875613 42 91 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

260386 Bacteria_16S 3886529 3886480 42 91 gi| 219846305 |ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

260386 Bacteria_16S 3888120 3888071 42 91 gi|219846304|ref|NR_025894.1| Vitreoscilla 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 
260386 Bacteria_16S 3889657 3889608 42 91 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

260386 Bacteria_16S 3891194 3891145 42 91 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 

260386 Bacteria_16S 3894244 3894195 42 91 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

260386 Bacteria_16S 3898906 3898857 42 91 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
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260386 Bacteria_16S 3948386 3948337 42 91 gi|219846260|ref|NR_025850.1| Acidiphilium angustum 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium angustum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

260386 Bacteria_16S 3949844 3949795 42 91 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
strain 101 16S ribosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

260386 Bacteria_16S 3963393 3963344 42 91 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

260386 Bacteria_16S 3964902 3964853 42 91 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 

260386 Bacteria_16S 3966358 3966309 42 91 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

260386 Bacteria_16S 3967874 3967825 42 91 gi|219846247|ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

260386 Bacteria_16S 3969376 3969327 42 91 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
260386 Bacteria_16S 3970825 3970776 42 91 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
260386 Bacteria_16S 3972248 3972199 42 91 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
260386 Bacteria_16S 3973749 3973700 42 91 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

260386 Bacteria_16S 3975205 3975156 42 91 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

260386 Bacteria_16S 3976619 3976570 42 91 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

260386 Bacteria_16S 3978105 3978056 42 91 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

260386 Bacteria_16S 3980770 3980721 42 91 gi|219846238|ref|NR_025828.1| Rhizobium galegae 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
260386 Bacteria_16S 3995659 3995610 42 91 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

260386 Bacteria_16S 3997150 3997101 42 91 gi| 219846227 |ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

260386 Bacteria_16S 3998644 3998595 42 91 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

260386 Bacteria_16S 4001568 4001519 42 91 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

260386 Bacteria_16S 4009145 4009096 42 91 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

260386 Bacteria_16S 4019711 4019650 30 91 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

260386 Bacteria_16S 4021257 4021196 30 91 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 
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hispanicum strain 
Bacteria; Proteob 


aquaticum strain 
Bacteria; Proteob 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 
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4240031 4239982 42 
GP34 16S ribosomal RNA, 


acteria; Alphaproteobacteria; 
260386 Bacteria_16S 


4241490 4241441 42 


870853 870805 42 


1151152 1151104 42 


91 gi 
partial seque 
Rhizobia 


gi 


91 


GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
260386 Bacteria_16S 


90 gi 


in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


90 gi 


4080799 40 


e 


ne 


4107869 41 
Barto 


s 


al 
ac 


ca 


qu 


B 


Lr 


ue 
ia 


ca 


am 
ct 


rh 


nc 
le 


219846199 
en 
Sphingomon 
219846198 


io 
219846180 
al 
ied: 
219846165 


pi 
219846163 


il 
219846156 
4094388 40 
D 
219846152 


le 
219846146 


ne 
219846135 


ct 


219846104 


219846100 
somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; Alt 
219846096 
somal RNA, partial sequence 4175338 41767 
Burkholderiales; Al 
219846095 


219846084 
somal RNA, partial sequence 4187537 41889 
ales; Brachyspiraceae; 
219846081 


219846079 
6S ribosomal RNA, partial sequence 4193672 41950 
etaproteobacteria; Burkholderiales; Al 
260386 Bacteria_16S 
train ALEN 2 16S ribosomal RNA, partia 
acteria; 


219846071 


219846056 
4222451 42238 


219846042 


ce 40 
adale 


355 
S; 


40 
monas 


370 


sequ 
a; Bu 


enc 
rkh 


822 


dimonas. 


40 
ales; 


838 
Me 


957 


esulfoba 


41 
Ne 


002 
iss 


e 
S; 


092 
llaceae; 
ce 

Rh 


equen 
eria; 


sequ 
teria 


enc 
D 


v 


eromonad 


ligenace 
ence 
urkholde 
a. 


nce 
Altero 


’ 


ligenace 


sequence 
eria; Ch 


izobiace 


e 42390 
s; Methy 


ce 
le 


ue 
ri 


219846041 


265678465 


253680756 


42404 
s; Methy 


nce 


a; Rhizo 


ref|NR_025789.1 
Eryt 


ref|NR_025788.1 


ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025755.1 


ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_025746.1 


cteraceae; Desul 
ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref |NR_025736.1 


tonella. 
NR_025725.1 
121524 412305 
odocyclales; Rho 


Bar 
ref 


rs 


ref|NR_025694.1 
e 4164674 416611 
esulfobacterales 


ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025674.1 


ref |NR_025671.1 
190616 419208 


monadales; Alter 


rs 


ref|NR_025669.1 
ae; Kerstersia. 
ref|NR_025661.1 

4205616 420703 
romatiales; Ecto 
ref |NR_025646.1 
ae; Afipia. 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref |NR_028768.1 

869838 871263 
biales; Bradyrhi 


ref|NR_028004.1 


07 4036950 Erythr 
hrobacterace 


01 4038390 Thiomo 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Chitinibacter 
ibacter tainanensis 
ibacter. 
Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


’ 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Achromobacter spanius 
spanius Bacteria; 
Nae 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Thalassospira 


lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 


260386 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


260386 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


260386 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


260386 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


260386 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


260386 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; G 


260386 Bacteria_16S 


strain SCH-89 16S 


strain IFO 15467 


Proteobacteria; G 


260386 Bacteria_16S 


strain 513A 16S r 
Spirochaetes; Spi 


260386 Bacteria_16S 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


260386 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


260386 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


260386 Bacteria_16S 


strain FF3 16S ri 
Proteobacteria; A 


260386 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


260386 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


260386 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


260386 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


260386 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


260386 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


260386 Bacteria_16S 


strain A3 16S rib 
Proteobacteria; A 


262685 262638 42 
ain P 1 16S ribosomal RNA, 
teria; Actinobacteria; 
Rubrobacter. 

578483 578405 15 91 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
655726 655648 15 91 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


89 gi 
complete se 
Rubrobacteridae 


884263 884214 42 91 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


1360018 1359944 15 

ain E264 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 
udomallei group. 

1737759 1737681 15 91 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2536859 2536810 42 91 gi 
ribosomal RNA, partial sequence 


87 gi 
partial se 
Betaproteo 


gi 


2931097 2931019 15 91 gi 
ammaproteobacteria; Oceanospirillales; 
12992 12954 53 91 gi 
ibosomal RNA, partial sequence 
rochaetales; Brachyspiraceae; Brachysp 
37374 37336 53 91 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


38777 38739 53 91 gi 
162 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 
78164 78126 53 91 gi 
in B331 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


146640 146602 53 91 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
233748 233710 53 91 gi 
n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


gi 


259774 259736 53 91 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


267253 267215 53 91 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
283900 283862 53 91 gi 
in B54 16S ribosomal RNA, complete seq 
eria; Proteobacteria; Deltaproteobacte 


gi 


350928 350890 53 91 gi 


ia; Rhodobacterales; Rhodobacteraceae; 
358189 358151 53 91 gi 

ain UST950701-009P 16S ribosomal RNA, 

teria; Proteobacteria; Alphaproteobact 


365722 365684 
osomal RNA, partial 
lphaproteobacteria; 


53 
sequence 
Rhodobacterales; R 


91 gi 
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379283 379245 53 91 gi 


1736673 17381 


2535834 25371 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
260386 Bacteria_16S 
16S ribosomal RNA, partial sequence 2930007 29314 


11961 


145646 14699 


266185 26767 


somal RNA, partial sequence 349928 351312 Parac 


364736 36609 


265678885 
quence 
Rubrobac 


’ 


265678667 
ence 57740 
irillales; 
265678613 
uence 
eria; Pseu 
265678455 
equence 

eria; Synt 


228720024 
quence 
bacteria; 


219878383 


Oleispira 
219857353 


yphomonada 
219856836 


Oceanobac 
265679055 
13410 


ira. 

265679039 
ial sequen 
ia; Rhodob 


265679038 
e 37787 
hodobacter 
265679012 
uence 
ria; Desul 
265678965 


hodobacter 
265678907 
uence 

ia; Rhodob 


265678889 
tial seque 
acteria; R 


265678882 


alobactera 
265678871 
uence 
ria; Desul 
265678824 


Paracoccu 
265678816 
partial se 
eria; Rhod 


265678811 


hodobacter 


ref|NR_029191.1] Rubrobacter 

261591 263140 Rubrobacter 
terales; Rubrobacterineae; 
ref|NR_028972.1| Thalassolituus 
5 578770 Thalassolituus oleivorans 
Thalassolituus. 
ref|NR_028918.1] Psychrobacter 

654656 656081 Psychrobacter 
domonadales; Moraxellaceae; 
ref|NR_028757.1| Desulfacinum 

883190 884650 Desulfacinum 
rophobacterales; Syntrophobacteraceae; 
ref|NR_027587.1| Burkholderia 

1358923 1360410 Burkholderia 
Burkholderiales; Burkholderiaceae; 
ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 
ref|NR_024941.1| Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


265678802 


ceae; Hyphomonas. 
ref|NR_024655.1| Oceanobacter kriegii 
58 Oceanobacter kriegii Bacteria; 
ter. 
ref|NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 
ref|NR_029347.1| Sulfitobacter 
ce 36384 37736 Sulfitobacter 
acterales; Rhodobacteraceae; 
ref|NR_029346.1| Sulfitobacter brevis 
39128 Sulfitobacter brevis Bacteria; 
aceae; Sulfitobacter. 
ref |NR_029320.1| Desulfospira 
77030 78536  Desulfospira 
fobacterales; Desulfobacteraceae; 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029215.1] Rhodobacter 
232719 234184 Rhodobacter 
acterales; Rhodobacteraceae; 
ref|NR_029197.1| Ruegeria 
nce 258782 260120 Ruegeria 
hodobacterales; Rhodobacteraceae; 
ref|NR_029188.1| Oxalobacter formigenes 
2 Oxalobacter formigenes Bacteria; 
ceae; Oxalobacter. 
ref|NR_029177.1] Desulfobacter 
282818 284333 Desulfobacter 
fobacterales; Desulfobacteraceae; 
ref|NR_029129.1| Paracoccus kocurii 
occus kocurii Bacteria; Proteobacteria; 
Ss. 
ref|NR_029121.1] Loktanella 
quence 357208 358614 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029116.1| Salipiger mucosus 
9 Salipiger mucosus Bacteria; 
aceae; Salipiger. 
ref|NR_029107.1| Oceanicola batsensis 


strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 


260386 Bacteria_16S 


G1212 16S ribosomal RNA, partial sequence 
Rhodobacterales; 


Alphaproteobacteria; 
260386 Bacteria_16S 


477582 477544 53 


503884 503846 53 


91 


476563 478023 Parac 
Rhodobacteraceae; 


91 


gi 


gi 


vestfoldensis strain R-9477 16S ribosomal RNA, partial 


vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 
260386 Bacteria_16S 
strain Wt/la 16S 
Deinococcus-Thermus; 
260386 Bacteria_16S 


helgolandensis strain Hel 10 16S ribosomal RNA, partial 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Jannaschia. 
260386 Bacteria_16S 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
260386 Bacteria_16S 
postgatei strain 
Bacteria; 
260386 Bacteria_16S 


kondratievae strain GB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
260386 Bacteria_16S 


nubinhibens strain ISM 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
260386 Bacteria_16S 
strain DSS-3 16S 


260386 Bacteria_16S 
litoralis strain 
Bacteria; 
260386 Bacteria_16S 


Deinococci; 


529784 529738 42 


572478 572440 53 


584431 584393 53 


779366 779328 53 


848144 848106 53 


928914 928876 53 


930398 930360 53 


935138 935092 42 


936664 936618 42 


88 


ribosomal RNA, partial sequence 
Deinococcales; 


91 


91 


91 


91 


91 


91 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


88 


88 


strain SJ 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 
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gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria 


Phaeobacter. 
260386 Bacteria_16S 


Och 149 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


260386 Bacteria_16S 


antarcticus strain 307 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
260386 Bacteria_16S 


strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 13709 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
260386 Bacteria_16S 


HEL-45 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


260386 Bacteria_16S 


stenotrophicus strain 5SM22 16S ribosomal RNA, 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; 


Thalassobacter. 
260386 Bacteria_16S 


phosphitoxidans strain FiPS3 16S 
phosphitoxidans Bacteria; 


Desulfotignum. 
260386 Bacteria_16S 


antarcticus strain EL- 


antarcticus Bacteria; 
Roseisalinus. 
260386 Bacteria_16S 


fryxellensis strain LMG 2 


fryxellensis Bacteria; 
Loktanella. 
260386 Bacteria_16S 


strain R-8904 16S ribosomal RNA, partial sequence 


1337204 1337166 53 


1352512 1352474 53 


1362978 1362940 53 


1370582 1370544 53 


1379691 1379653 53 


1444902 1444864 53 


1517231 1517193 53 


Proteobacteria; 


1611313 1611275 53 


88 


1612794 1612756 53 


1711844 1711806 53 


91 


91 


91 


91 


91 


1378686 1380064 Ocean 


91 


91 


91 


91 


91 


gi 
52 


Deinococcaceae; D 


gi 


gi 


gi 


2ac9 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi 


Rhodobacterales; 


gi 


Rhodobacterales; 


gi 
92 


gi 


JS5 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


gi 
93 


gi 


gi 


1351515 1352883 Roseo 


gi 


Rhodobacterales; 


gi 


Rhodobacterales; 


gi 


gi 


partial 


gi 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi 


2007 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


gi 


265678733 
Paracoccu 


265678716 
sequence 


265678699 
8726 53019 
265678671 
sequence 
Rho 
265678663 


Rhodo 


265678526 
77827 


265678481 
84713 
R 
265678426 
92790 


265678425 
9371 93083 


265678422 
93405 


265678421 
5581 93704 


228721486 


228720499 


228719132 


13619 


228718299 


228717469 


224581424 
sequence 


219873435 


219878469 


219878468 
sequence 


219878400 


Rhodobacterales; 


Bacteriovoracaceae; 


bacter litoralis 


ibulbus indolife 


Rhodobacterales; 


Desulfobacterales; 


Rhodobacterales; 


Rhodobacterales; 


ref|NR_029004.1 


einococcus. 
ref |NR_028976.1 


dobacterales; 
ref|NR_028968.1 
bacterales; 


ref |NR_028830.1 


ref|NR_028784.1 
hodobacteraceae 
ref|NR_028728.1 


ref|NR_028727.1 
aceae; Ruegeria. 
ref |NR_028724.1 


ref |NR_028723.1 
4 Bacteriovorax 


ref |NR_027609.1 
1336206 133758 


ref|NR_027593.1 


ref|NR_027580.1 


ref|NR_027572.1 


ref|NR_027563.1 
Oceanibul 
ref|NR_027205.1 

1443876 144534 
Rh 


ref |NR_025194.1 
1516159 151759 


ref |NR_025608.1 
1610323 161174 
Rhodo. 


ref |NR_025607.1 
1611794 161320 
Rhod 


ref 


571472 572837 


583422 584837 
Rhodobacteraceae; 


; Rhodobacterales; 


ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 
Ss. 
ref|NR_029021.1] Loktanella 
502862 504310 Loktanella 


Rhodobacteraceae; 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Jannaschia 
Jannaschia 


Rhodobacteraceae; 


Paracoccus 
Paracoccus 


Desulfobacter 


2 779794 Desulfobacter postgatei 
Desulfobacteraceae; 


Desulfobacter. 
Paracoccus 


2 848491 Paracoccus kondratievae 
, 


Paracoccus. 
Roseovarius 


3 929320 Roseovarius nubinhibens 
Rhodobacteraceae; 


Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Bacteriovorax 


6 935530 Bacteriovorax litoralis 
Bacteriovoracaceae; 


Bacteriovorax. 
Bacteriovorax marinus 
marinus Bacteria; 


Bacteriovorax. 


Phaeobacter 
7 Phaeobacter 
Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 


Roseobacter. 


Octadecabacter 


76 1363364 Octadecabacter antarcticus 307 
Rhodobacteraceae; 


Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 
Rhodobacteraceae; 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 

bus. 

Thalassobacter 

0 Thalassobacter 
odobacteraceae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Loktanella salsilacus 


NR_025539.1 


1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 
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Bacteria; Proteob 
260386 Bacteria_16S 
strain L1/68 16S ribosomal RNA, 
Proteobacteria; G 
260386 Bacteria_16S 
phenolica strain 
Bacteria; Proteob 
260386 Bacteria_16S 
inexpectatum stra 
inexpectatum Bact 
Albidovulum. 
260386 Bacteria_16S 
zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 
260386 Bacteria_16S 
strain Pl 16S rib 
Proteobacteria; 
260386 Bacteria_16S 
strain DM12 16S r 


260386 Bacteria_16S 
strain LBB1 16S r 


260386 Bacteria_16S 
strain DSM 12769 
Proteobacteria; G 
260386 Bacteria_16S 
strain hl 16S rib 


260386 Bacteria_16S 
carotinifaciens s 
carotinifaciens B 
Paracoccus. 
260386 Bacteria_16S 
mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 
260386 Bacteria_16S 
pantotrophus stra 
pantotrophus Bact 
Paracoccus. 
260386 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Paracoccus. 
260386 Bacteria_16S 


1905091 1905030 30 
limnaeus strain A26 16S ribosomal RNA, partial 
acteria; Gammaproteobacteria; 
1927766 1927728 53 


2159183 2159145 53 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


2268804 2268766 53 

osomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
2335365 2335327 53 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
2341287 2341249 53 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
2506543 2506505 53 
16S ribosomal RNA, partial sequence 2505486 25069 
ammaproteobacteria; Chromatiales; Ecto 
2631449 2631411 53 

osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
2926538 2926500 53 
train E-396 16S ribosomal RNA, 
acteria; Proteobacteria; Alphaproteoba 


3063182 3063144 53 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


3085707 3085669 53 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


3087152 3087114 53 
ain 381 16S ribosomal RNA, partial seque 


teria; Proteobacteria; Alphaproteobact 


3108103 3108065 53 


91 gi 


91 
partial sequence 


gi 


ammaproteobacteria; Xanthomonadales; X 
1976295 1976257 53 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; 
2153186 2153148 53 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


91 gi 


91 gi 


91 gi 


91 gi 


91 gi 
91 gi 
91 gi 
91 gi 


91 gi 


91 gi 
91 gi 
91 


gi 


91 gi 


sequence 
Chromati 


1926697 19282 


thomonad 


Desulfob 


2267708 22692 


2334350 23357 


2340265 23417 


2630432 26317 


complet 


219878260 
19040 
ales; Chro 
219878243 


an 
219878211 
ce 19752 
acterales; 
219857633 
equence 

ria; Rhodo 


219857629 
partial s 
obacteria; 


219857554 


Desulfoba 
219857505 


dobacter 
219857501 


dobacter 
219857373 


thiorhodos 
219857238 


dobacter 
219856839 
e sequence 
cteria; Rh 


219846880 
sequence 
eria; Rhod 


219846865 
al sequenc 
ria; Rhodo 


219846864 
nce 
ia; 


er Rhod 


219846850 


strain N2 16S rib 


osomal 
Proteobacteria; Alphapro 


RNA, complete sequence 
teobacteria; 


3112574 3112536 53 91 


Rhodobacterales; 


3107102 31085 
Rhodobacter 


gi|219846847 


260386 Bacteria_16S 
halotolerans DSM 11383 1 
Bacteria; Proteobacteria 
260386 Bacteria_16S 
strain A901/1 16S 
Proteobacteria; Alphapro 
260386 Bacteria_16S 
pontiacus ChLG-10 16S ri 
Bacteria; Proteobacteria 
260386 Bacteria_16S 
heliothermus strain EL-2 
heliothermus Bacteria; P 
Antarctobacter. 
260386 Bacteria_16S 
strain Ekho Lake- 


, 


bosomal 


, 


260386 Bacteria_16S 
aggregatus strain IFAM 1003 16S 
aggregatus Bacter 
260386 Bacteria_16S 


Alphaproteobacteria; 
3162491 3162453 53 


3163954 3163916 53 
172 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
3579363 3579325 53 


6S ribosomal RNA, partial seque 
Deltaproteobacteria; 
3135088 3135050 53 
ribosomal RNA, partial sequence 
teobacteria; 
3144163 3144125 53 


91 gi 
Rhodobacterales; 
91 gi 
RNA, partial sequence 

Rhodobac 


91 gi 


19 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


91 gi 


91 
ribosomal RNA, 


gi 
partial 


ia; Proteobacteria; Alphaproteobacteri 
3682866 3682828 53 


91 gi 


arcticus strain 238 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 


Desulfob 


3134094 31355 
Rho 


nce 31115 
acterales; 
219846832 


dobacter 
219846826 
31431 
terales; R 
219846814 
equence 

ria; Rhodo 


219846813 
e 31629 
hodobacter 
219846523 
sequence 

a; Rhizobi 


ref 


ref 


ref 


ref 
2 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


obac 


ref 


bact 


ref 


obac 


ref 


acea 
ref 


Des 
ref 


acea 
ref 


hodo 
ref 


w 


bact 


ref 


acea 
ref 


219846449 


ref 


81 1905405 Thioa 
mati 


15 1976722 Desul 
Des 


152193 21536 
bact 


eque 
Rho 


acea 


acea 


92 Methylarcula 
acea 


2925520 29269 


odob 


3062186 30636 


e 3084717 30861 


3086162 30875 


17 3112988 Desul 


161511 31629 


61 3164378 Roseov: 


3578376 35797 
ales; 


NR_025399.1 


aceae; Thio 
NR_025382.1 


e; Ignatzsc 
NR_025350.1 


ulfobactera 
NR_025222.1 


erales; Rho 
NR_025218.1 


nce 215819 
dobacterale 


NR_025142.1 


aceae; Desu 
NR_025093.1 


e; 
NR_025089.1 


e; 
NR_024961.1 


ceae; Alkali 
NR_024866.1 


e; Methylarc 
NR_024658.1 
7 
acterales; 


NR_026472.1 
0 
terales; Rho 
NR_026457.1 
1 
erales; Rho 
NR_026456.1 
5 
° 


terales; Rh 


NR_026442.1 


e; Rhodovul 
NR_026439.1 
£ 
ulfobacterac 
NR_026424.1 


e; Paracoccu 
NR_026418.1 


69 3144565 Sulfit 


bacteraceae; 
NR_026406.1 
1 
erales; Rho 
NR_026405.1 


e; Roseovari 
NR_026115.1 
8 
; Bradyrhizo 
NR_026040.1 


ak 
a 


h 


£ 
c 


0 
dobacteraceae; 


s 


1 


R 


Thioalkalicoccus 

kalicoccus limnaeus 

lkalicoccus. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 
acea 


ineria. 
Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Albidovulum 

1 Albidovulum 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


’ 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 
cter 


fofaba. 
Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 
Paracoccu 


Ss. 
Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
Rhodobaca 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 
pira 


spirillum. 
Methylarcula terricola 


terricola Bacteria; 


ula. 

Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Paracoccus 
1 Paracoccus 


dobacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 
um. 


Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


s. 
Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 


dobacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Blastobacter 

9 Blastobacter 

biaceae; Blastobacter. 
Octadecabacter 


3681864 3683252 Octadecabacter arcticus 


260386 Bacteria_16S 3717397 3717359 53 91 gi|219846425|ref|NR_026016.1| Sagittula stellata 
strain E-37 16S ribosomal RNA, partial sequence 3716418 3717790 Sagittula stellata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula. 

260386 Bacteria_16S 3900364 3900326 53 91 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

260386 Bacteria_16S 3936756 3936718 53 91 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

260386 Bacteria_16S 3938190 3938152 53 91 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

260386 Bacteria_16S 3954403 3954365 53 91 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

260386 Bacteria_16S 3955840 3955802 53 91 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

260386 Bacteria_16S 4134719 4134681 53 91 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

260386 Bacteria_16S 4167171 4167133 53 91 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

260386 Bacteria_16S 4168653 4168615 53 91 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

260386 Bacteria_16S 1052 1003 42 91 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

260386 Bacteria_16S 2591 2542 42 91 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

260386 Bacteria_16S 9983 9934 42 91 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

260386 Bacteria_16S 16045 15996 42 91 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

260386 Bacteria_16S 22198 22149 42 91 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

260386 Bacteria_16S 29868 29819 42 91 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

260386 Bacteria_16S 34482 34433 42 91 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
260386 Bacteria_16S 43342 43293 42 91 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

260386 Bacteria_16S 44890 44829 30 91 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 cCarnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

260386 Bacteria_16S 46357 46308 42 91 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
260386 Bacteria_16S 70719 70670 42 91 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

260386 Bacteria_16S 72233 72184 42 91 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

260386 Bacteria_16S 73797 73748 42 91 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
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ref 


ref 


Firmicutes; 


ref 


izob 


ref 


ref 


nce 


ref 


tale 


ref 


3 257168 Burkho 


Actinomyceta 


6 Helicobacter 
9 Mycobacterium 


7 Neorickettsia 


2 317695 Ricket 
, 


5 334704 Mycoba 
nebacterineae; M 


366150 367594 


al sequence 
Lactobacillales; 


381306 382756 


0 396528 Tenuib 


nomycetales; 


402781 404300 


NR_029199.1 


lderiaceae; 
NR_029189.1 


Pseudonocar 
NR_029187.1 

267723 
NR_029182.1 


raceae; Heli 
NR_029169.1 


raceae; Heli 
NR_029168.1 


Mycobacteri 
NR_029162.1 


Neorickettsi 
NR_029155.1 


ickettsieae; 
NR_029154.1 
ickettsieae 


NR_029150.1 


NR_029143.1 


NR_029115.1 


irillales; H 


NR_029106.1 


NR_029105.1 
iales; Phyll 
NR_029096.1 
NR_029094.1 

398145 
Cor 
NR_029091.1 


s; Streptomy 


Burkholderia 
lderia xenovorans 
Burkholderia. 

Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Actinomadura cremea 
269132 Actinomadura 
les; 


Helicobacter bilis 


1 Helicobacter bilis Bacteria; 


cobacter. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Neorickettsia risticii 
risticii Bacteria; 
By 
Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Rickettsia akari 
tsia akari Bacteria; 


Rickettsia; spotted 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 
ermothrix. 


Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Idiomarina 
Idiomarina 
iomarinaceae; 


Streptomyces 
Streptomyces 
omycineae; 


Halomonas 
Halomonas 
alomonadaceae; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Tenuibacillus 
acillus multivorans 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Streptomyces 
Streptomyces 
cineae; 


NR_029090.1 


Actinomadura meyerae 


404351 405830 Actinomadura meyerae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


260386 Bacteria_16S 409998 409949 42 91 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

260386 Bacteria_16S 414831 414782 42 91 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

260386 Bacteria_16S 419357 419296 30 91 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

260386 Bacteria_16S 437986 437937 42 91 gi|265678763|ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

260386 Bacteria_16S 450221 450172 42 91 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

260386 Bacteria_16S 460910 460861 42 91 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

260386 Bacteria_16S 462438 462389 42 91 gi| 265678743 |ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
260386 Bacteria_16S 469949 469900 42 91 gi|265678738|ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

260386 Bacteria_16S 479136 479087 42 91 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

260386 Bacteria_16S 480685 480636 42 91 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

260386 Bacteria_16S 482256 482207 42 91 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

260386 Bacteria_16S 488469 488408 30 91 gi| 265678726 |ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

260386 Bacteria_16S 506962 506913 42 91 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

260386 Bacteria_16S 510006 509945 30 91 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

260386 Bacteria_16S 515947 515886 30 91 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

260386 Bacteria_16S 523667 523618 42 91 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

260386 Bacteria_16S 531278 531229 42 91 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

260386 Bacteria_16S 534314 534265 42 91 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

260386 Bacteria_16S 538917 538868 42 91 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 


psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


260386 Bacteria_16S 


IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


260386 Bacteria_16S 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, part 
mariniglutinosa Bacteria; 


Pseudoalteromonas. 
260386 Bacteria_16S 
strain TMAO3 16S 
Firmicutes; 
260386 Bacteria_16S 


flavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
260386 Bacteria_16S 
strain ID131577 1 
Actinobacteria; 
260386 Bacteria_16S 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
260386 Bacteria_16S 


thermohalophila strain Fru22 16S ribosomal RNA, partial 
thermohalophila Bacteria; 


260386 Bacteria_16S 
strain B22P3 16S 


260386 Bacteria_16S 


cangkringensis strain D13P3 16S ribosomal RNA, 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
260386 Bacteria_16S 
impatiens strain 
Bacteria; 
Saccharospirillum. 
260386 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
260386 Bacteria_16S 


strain E846 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


260386 Bacteria_16S 


strain GraTa 2 16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


Fusobacteria; 
260386 Bacteria_16S 
strain VPB 4027 1 
Fusobacteria; 
260386 Bacteria_16S 

H 1 16S ribosomal RNA, 
Clostridia; 
260386 Bacteria_16S 


melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomyces. 


Streptomycetaceae; 
260386 Bacteria_16S 
lacustris strain 


Friedmanniella. 
260386 Bacteria_16S 


strain 216 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Luteococcus. 
260386 Bacteria_16S 


strain gM-1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 
botniense strain 


Mycobacterium. 
260386 Bacteria_16S 


strain 19glyl 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


Clostridia; 


Rubrobacteridae; 


Fusobacteriales; 


Fusobacteriales; 


544969 544920 42 


548018 547969 42 


549594 549545 42 


554169 554120 42 


567947 567898 42 


581391 581342 42 


591932 591871 30 


Bacteroidetes; 


599305 599256 42 


600835 600786 42 


605476 605415 30 


617867 617818 42 


625275 625226 42 


626840 626791 42 


634457 634408 42 


643719 643670 42 
partial sequence 


Clostridiales; Veillonellaceae; 


657158 657109 42 


705434 705385 42 


708259 708210 42 


712862 712813 42 


714421 714372 42 


726907 726858 42 


Clostridiales; Veillonellaceae; 


Proteobacteria; 


91 


91 


Gammaproteoba 


91 


ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


91 


91 


91 


91 


Bacteroidia; 


91 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


91 


91 


91 


91 


91 


Fusobacteriaceae; 


91 


642624 644123 Sporomusa 
Sporomusa. 


91 


91 


91 


91 


91 


91 


gi 


265678689 


543951 54542 


gi 


gi 


265678687 


265678686 


548509 55004 


gi 


gi 


gi 


gi 


gi 


Cc 


265678683 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


265678665 
sequence 


265678658 
sequence 


Bacteroidales; 


265678653 


598291 59976 


gi 


partial 


gi 


gi 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Stre 


265678652 
sequence 


265678648 


EL-105 16S ribosomal RNA, partial sequence 60442 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


265678640 
61679 


265678635 


624219 62572 


gi 


265678634 


625776 62729 


Ilyobacter. 


gi 


265678628 


6S ribosomal RNA, partial sequence 633402 63487 


Fusobacterium. 


gi 


gi 


gi 


EL-17a 16S ribosomal RNA, partial sequence 70441 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


707255 70861 
Propionibacterineae; Propionib 


gi 


265678622 


265678612 


265678579 


265678577 


265678574 


711792 71330 


gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


Corynebacterineae; 


265678573 
71335 
ales; 


265678564 


nebacterineae; 


ial sequence 546976 54845 
cteria; Alteromonadales; 


al sequence 553128 55460 
Actinomycetales; 


onexibacteraceae; 


Actinomycetales; 


ptomycineae; 


Actinomycetales; 


Corynebacterineae; 


Propionibacterineae; 


Corynebacterineae; 


ref|NR_028994.1 


ref|NR_028992.1 
8 
P 


ref|NR_028991.1 


ref|NR_028988.1 


8 


Strepto 
ref |NR_028979.1 
3 Conexibacter 


Conexiba 
ref |NR_028970.1 

580337 581817 
Coryneb 


ref |NR_028963.1 

590846 592357 
Marinilabiac 
ref|NR_028958.1 
1 Streptomyces 
Streptomyceta 
ref|NR_028957.1 

599812 601293 
Strep 


ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


ref |NR_028945.1 
5 618320 Mycoba 
M 


ref |NR_028940.1 
5 Mycobacterium 
Mycobacteri 


ref |NR_028939.1 


ref |NR_028933.1 
3 Fusobacterium 


ref |NR_028927.1 


ovata Bacte 


ref |NR_028917.1 
sequence 656132 
tinomycetales; S 


ref |NR_028884.1 
6 705838 Friedm 


ref|NR_028882.1 


Nocardia puris strain 


4 Nocardia puris Bacteria; 
Nocardiaceae; 


Nocardia. 
Pseudoalteromonas 
Pseudoalteromonas 

seudoalteromonadaceae; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 
Sporomusa. 


Streptomyces 
Streptomyces 
mycineae; 


Conexibacter woesei 


woesei Bacteria; 


cter. 
Mycobacterium 
Mycobacterium 

acterineae; 


Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Sporomusa ovata strain 
ria; Firmicutes; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Friedmanniella 
anniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


ref |NR_028879.1 
8 Mycobacterium 
Mycobacteri 
ref |NR_028878.1 
9 714869 Mycoba 


acteriaceae; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 


Mycobacteriaceae; 


ref|NR_028868.1 


Succinispira mobilis 


725825 727319 Succinispira mobilis Bacteria; 


Succinisp 


ira. 


260386 Bacteria_16S 
paurometabolica strain YIM 90007 16S ribosomal 
Saccharomonospora paurometabolica Bacte 
Pseudonocardiaceae; 
260386 Bacteria_16S 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 75371 
Proteobacteria; Gammaproteobacteria; 
260386 Bacteria_16S 
jalaludinii strain M9 16S ribosomal RNA, 
Firmicutes; 
260386 Bacteria_16S 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 
suicloacalis Bacteria; 
260386 Bacteria_16S 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
260386 Bacteria_16S 
paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Gordonia. 
260386 Bacteria_16S 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
beijiangensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 
260386 Bacteria_16S 
strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
260386 Bacteria_16S 
subterraneus strain C21 16S ribosomal RNA, 
subterraneus Bacteria; 


Pseudonocardineae; 


Bacteria; 


Bacteria; 


Gordoniaceae; 


Streptomycetaceae; 


Thermaerobacter. 


260386 Bacteria_16S 
O-BC30 
Proteobacteria; 


phenolica strain 
Bacteria; 
Pseudoalteromonas. 


260386 Bacteria_16S 
montefiorense strain ATC 
montefiorense Bacteria; 


Mycobacteriaceae; 


260386 Bacteria_16S 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 81510 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 


260386 Bacteria_16S 
strain VPI D 75 B-30 16S ribosomal RNA, partial 
Clostridiales; Veillonellaceae; 
91 
16S ribosomal RNA, partial sequence 

Clostridiales; Veillonellaceae; 
91 


Firmicutes; 


strain ATCC 43541 
Firmicutes; 


strain AC 615 16S 


Bacteria; 


Clostridia; 


Clostridia; 
260386 Bacteria_16S 


Clostridia; 
260386 Bacteria_16S 

strain S1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
260386 Bacteria_16S 


740591 740542 42 


754768 754719 42 


765486 765437 42 


773144 773083 30 


Firmicutes; 


774666 774617 42 


777792 777743 42 


786992 786943 42 


790038 789989 42 


802392 802343 42 91 gi|265678511 
complete sequence 

Firmicutes; Clostridia; Clostridiales; Clo 

810028 809979 42 91 gi| 265678506 


811534 811485 42 


816142 816093 42 


828321 828272 42 


829897 829848 42 


837477 837428 42 


838963 838914 42 


842040 841979 30 


855487 855438 42 


861683 861634 42 


91 


91 
complete sequence 
Clostridiales; Veillonellaceae; 
91 


Lactobacillales; 


91 


91 


91 


91 


16S ribosomal RNA, partial sequence 80896 
Gammaproteobacteria; 


91 
C BAA-256 16S ribosomal RNA, partial sequ 
Actinobacteria; Actinobacterida 
Mycobacterium. 
91 


91 


91 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
260386 Bacteria_16S 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
260386 Bacteria_16S 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 
260386 Bacteria_16S 
strain K24 16S ribosomal RNA, partial sequence 


91 


91 


91 


gi| 265678554 


ref 


RNA, partial sequence 


ria; Actinobacteria; 
Saccharomonospora. 
91 


gi| 265678543 
Cardiobacteriales; 

gi| 265678536 
76438 
gi| 265678531 
Carnobacteria 
gi| 265678530 


265678528 
sequence 
Actin 


gi 


gi| 265678521 


gi| 265678519 
789013 79048 


Alteromonadales; P 
gi| 265678505 


gi| 265678502 


Pseu 
gi| 265678494 
sequence 82720 


Selenomon 
265678493 

82878 
Selenomon 
gi| 265678488 
836449 83791 


gi 


gi| 265678487 
837961 83941 
Streptosporang 
gi| 265678485 
84098 
Oceanospirillales; 
gi| 265678475 


gi| 265678471 
860647 86213 


eae; 
ref 


ref 


ref 


ref 


ref 


as. 
ref 


as. 


ref 


ref 


ref 


ref 


Actinomyc 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


260386 Bacteria_16S 
halorespirans strain PCE-M2 16S ribosomal RNA, 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurospirillum. 


260386 Bacteria_16S 


866258 866209 42 


875226 875177 42 


91 


91 


265678468 
sequence 


gi 
partial 


ref 


gi|265678462 


subroseum strain CY-7113 16S ribosomal RNA, partial sequence 


subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; 


Streptosporangium. 


ref 


785920 78741 
e; Actinomycetales; 


8 810417 Pseud 
seudoalteromonadaceae; 


ence 
e; Actinomycetales; 


9 816530 Pseud 
donocardineae; P 


9 828732 Selen 


3 830273 Selen 


1 842417 Marino 
Marinospirillum. 


854408 855931 
Prop 


0 Amycolatopsis 


865186 866674 
Campyl 


NR_028858.1 


NR_028832.1 


776745 778221 
omycetales; 


NR_028825.1 


NR_028808.1 
810468 


NR_028805.1 


NR_028797.1 


NR_028796.1 


NR_028791.1 


Nocardiacea 
NR_028790.1 


Streptosp 
NR_028788.1 
NR_028778.1 
etales; 
NR_028774.1 


Pseudonocar 
NR_028771.1 


obacterales; 


8 
Streptomycineae; 


Coryne 


Oo 


fo} 


fo} 


Saccharomonospora 


739522 740995 
Actinobacteridae; Actinomycetales; 
ref|NR_028847.1| Cardiobacterium 
9 755211 Cardiobacterium valvarum 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_028840.1| Mitsuokella 
5 765927 Mitsuokella jalaludinii 
Mitsuokella. 
ref |NR_028835.1| Atopostipes 
772034 773579 Atopostipes 
ceae; Atopostipes. 
ref|NR_028834.1| Prauserella alba 


2 Prauserella alba Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Gordonia 
Gordonia 


Corynebacterineae; 


Streptomyces 
Streptomyces 


ref |NR_028823.1| Gordonia sinesedis 

6 Gordonia sinesedis Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref|NR_028814.1| Thermaerobacter 
801287 802838 Thermaerobacter 

stridiales Family XVII. Incertae Sedis; 

ref|NR_028809.1| Pseudoalteromonas 


oalteromonas phenolica 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Pseudonocardia 
nocardia zijingensis 


seudonocardiaceae; 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 
Corynebacterineae; 


e; Nocardia. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 
ineae; 


orangiaceae; Nonomuraea. 
Marinospirillum 
spirillum alkaliphilum 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


NR_028765.1 


Streptosporangium 


874217 875635 Streptosporangium 


Streptospo 


rangineae; 


260386 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
260386 Bacteria_16S 
strain AS4.0578 1 


260386 Bacteria_16S 


marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partia 
Prochlorococcus marinus subsp. pastoris 
Prochlorococcus. 


Prochlorococcaceae; 
260386 Bacteria_16S 
strain NRRL B-161 


Lentzea. 
260386 Bacteria_16S 
koreensis strain 


Catellatospora. 
260386 Bacteria_16S 
flava strain AS 4 


Saccharopolyspora. 
260386 Bacteria_16S 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
260386 Bacteria_16S 
strain Z-7191 16S 
Firmicutes; 
260386 Bacteria_16S 


aerocolonigenes strain N 
aerocolonigenes Bacteria; 


Actinosynnemataceae; 
260386 Bacteria_16S 
pretiosum subsp. 


Actinomycetales; 
260386 Bacteria_16S 


strain IEGM 16S ribosoma 
Actinobacteria; Actinoba 


260386 Bacteria_16S 


strain 213E 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


260386 Bacteria_16S 


heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 92162 
heliotrinireducens Bacteria; Actinobacteria; 
Slackia. 


Coriobacteriaceae; 
260386 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
260386 Bacteria_16S 
elyakovii strain 


Pseudoalteromonas. 
260386 Bacteria_16S 


strain Y9 16S ribosomal RNA, partial sequence 


260386 Bacteria_16S 


strain 4A 16S ribosomal RNA, partial 


Proteobacteria; 
260386 Bacteria_16S 


260386 Bacteria_16S 


pretios 
Actinosynnema pretiosum 
Pseudon 


876677 876628 42 


878181 878132 42 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


879633 879584 42 


881188 881139 42 


37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


882690 882641 42 


LM042 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


888830 888781 42 


-1520 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


890322 890273 42 


Actinomadura. 
891830 891781 42 


ribosomal RNA, partial sequence 
Clostridia; 


Halanaerobiales; 
913391 913342 42 


Lechevalieria. 
914949 914900 42 


918101 918052 42 


919666 919617 42 


921202 921153 42 


933546 933497 42 


HO 66 16S ribosomal RNA, 


Firmicutes; 
938159 938110 42 


KMM 162 16S ribosomal RNA, partial sequence 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; 


Micromonosporaceae; Micromonospora. 


260386 Bacteria_16S 


Alteromonadales; Pseudoa 
964452 964403 42 91 gi|265678402|ref|NR_028704.1 
963457 96488 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
967630 967569 30 91 gi|265678400|ref|NR_028702.1 
sequence 966531 96793 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
978181 978132 42 91 gi|265678392|ref|NR_028694.1 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpeto 
1031692 1031643 42 91 gi| 265678357 |ref|NR_028659.1 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 103211 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
1039380 1039331 42 91 gi|265678352|ref|NR_028654.1 


RRL B-3298 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; 


um strain C-15003 16S 
subsp. pretiosu 
ocardineae; Actinosynnemataceae; 
1 RNA, partial sequence 
cteridae; Actinomycetales; 


Actinomycetales; 


Lactobacillales; 


91 265678461 
87568 


Stre 


gi 


91 gi| 265678460 


91 gi| 265678459 


91 265678458 
88012 


Pseu 


gi 
sequence 


91 265678456 
88163 


Micr 


gi 


91 265678452 
88778 


Pseu 


gi 


91 gi| 265678451 


91 gi| 265678450 
890778 89219 
Halobacteroidaceae; Oren 


91 gi| 265678436 


Actin 


265678435 
RNA, part 


91 gi 
ribosomal 


91 gi| 265678433 


917039 91855 
91 gi| 265678432 
918602 92011 
91 


gi|265678431 


Coriobacteridae; 


91 gi|265678423 
complete sequence 
91 


gi|265678420 


Corynebacterineae; 


Corynebacterineae; 


Corioba 


Lactobacillaceae; 


ref 


ref 


eae; 
ref 


ref 


ref 


ref 


ref 


ref 
ia. 

ref 
uenc 
omyc 
ref 
ial 

ref 


ref 


ref 


ref 


L 
ref 


6 877087 Strep 
ptomycineae; 


1 sequence 
Bacteria; Cyanobacteria; Prochlorales; 


9 881579 Lentz 
donocardineae; 


0 883139 Catel 
omonosporineae; 


3 889225 Sacch 
donocardineae; 


889276 89072 
Actinomycetales; 


932436 93400 


937095 93858 


NR_028764.1 


NR_028763.1 


NR_028762.1 


NR_028760.1 


NR_028758.1 


NR_028754.1 


NR_028753.1 


7 


NR_028752.1 


NR_028738.1 
e 912332 
etales; 


NR_028737.1 
sequence 


NR_028735.1 
NR_028734.1 


NR_028733.1 
8 
cteriales; C 
NR_028725.1 
5 
actobacillus 
NR_028722.1 
8 


Streptomyces 


tomyces scopiformis 
Streptomycetaceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Prochlorococcus 
878614 880078 


Lentzea californiensis 


ea californiensis 
Actinosynnemataceae; 


Catellatospora 


latospora koreensis 


Micromonosporaceae; 


Saccharopolyspora 


aropolyspora flava 
Pseudonocardiaceae; 


Actinomadura 
Actinomadura 


Streptosporangineae; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Lechevalieria 
913840 Lechevalieria 


Pseudonocardineae; 


Actinosynnema 
913891 915394 


m Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnema 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 
Gordoniaceae; 


Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 
Gordoniaceae; 


Gordonia. 
Slackia 
Slackia 
oriobacterineae; 


Lactobacillus 
Lactobacillus 
Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Herpetosiphon 
Herpetosiphon 
siphon. 
Micromonospora 
4 Micromonospora 
osporineae; 


Nocardia arthritidis 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


260386 Bacteria_16S 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
260386 Bacteria_16S 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
260386 Bacteria_16S 


strain IFM 10084 


strain YZ-96 16S 


strain LK2-10 16S 


Micromonospora. 


260386 Bacteria_16S 


insulare strain K 
Bacteria; 


Sulfurimonas. 


260386 Bacteria_16S 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 
260386 Bacteria_16S 
primoryensis strain KMM 3633 16S ribosomal RNA, partial 
primoryensis Bacteria; 
260386 Bacteria_16S 

tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Rhodococcus. 


Nocardiaceae; 


260386 Bacteria_16S 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillaceae; 


Firmicutes; 


Streptomycetaceae; 


strain NRRL 15532 


Nonomuraea. 


260386 Bacteria_16S 


strain DF-32 16S 


Microbispora. 


260386 Bacteria_16S 
aerofaciens strain JCM 1 
aerofaciens Bacteria; Actinobacteria; 
Collinsella. 
260386 Bacteria_16S 


Coriobacteriaceae; 


Lactobacillales; 
260386 Bacteria_16S 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
260386 Bacteria_16S 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 
260386 Bacteria_16S 

scabrisporus strain KM-4927 16S ribosomal RNA, 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
260386 Bacteria_16S 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptosporangiaceae; 
260386 Bacteria_16S 

16S ribosomal 
Bacteria; Actinobacteria; 


ribosomal RNA, 
Actinobacteria; Actinoba 


1040889 1040840 42 


1042427 1042378 42 


1043987 1043938 42 


1045543 1045494 42 


1047148 1047087 30 


Firmicutes; 
1048612 1048563 42 


1051708 1051647 30 


1053119 1053070 42 


1054626 1054577 42 


1060702 1060653 42 


Deinococcus-Thermus; 
1065338 1065277 30 


Proteobacteria; 
1075663 1075614 42 


1083083 1083034 42 


1086050 1086001 42 


1090715 1090666 42 


Nonomuraea. 


1098175 1098126 42 


1099684 1099635 42 


Acrocarpospora. 


1107252 1107203 42 


1108803 1108754 42 


1110307 1110258 42 


1128487 1128438 42 


Bacillales; 


91 


91 


91 


91 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
260386 Bacteria_16S 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 
quisquiliarum Bacteria; 
260386 Bacteria_16S 


91 


91 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


91 


91 


91 


91 


91 


91 


91 


91 


91 


91 


91 


91 


91 


partial sequence 
cteridae; Actinomycetales; 


91 


91 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
260386 Bacteria_16S 


gi 


1044481 10459 


gi 


Bacillaceae; 


gi 


1047573 10490 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
260386 Bacteria_16S 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
260386 Bacteria_16S 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; 


Oceanospirillales; 


gi 


gi 


gi 


Deinococci; 


gi 


Gammaproteobacteria; 


gi 


gi 


Lactobac 


gi 


Streptomycinea 


gi 


gi 


partial 


gi 


gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


1107766 11092 
Streptosporang 


gi 


0188 16S ribosomal RNA, partial 
Coriobacteridae; 


gi 


265678351 


265678350 


265678349 


265678348 


265678347 


Cera 
265678346 


265678343 
10506 


265678342 


265678341 


265678337 


Thermal 
265678334 
sequence 
Ocean 
265678327 


265678321 
illus. 


265678319 


265678316 


265678311 
sequence 
Actinomy 


265678310 


265678304 
11062 
Stre 


265678303 


265678302 
sequence 
Coriobacte 


Campylobacterales; 


Actinomycetales; 


ref |NR_028653.1 


ref|NR_028652.1 


ref|NR_028651.1 


Nocardiacea 
NR_028650.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028648.1 
neae; Micromonos 
ref|NR_028645.1 
31 1052062 Marino 
ref |NR_028644.1 
eae; 
ref |NR_028643.1 

1053566 105500 


ref |NR_028639.1 
1059624 106111 
es; Thermaceae; 
ref |NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref |NR_028629.1 
1074605 107593 
Coryne 


ref |NR_028623.1 
61 Lactobacillus 


ref|NR_028621.1 
e; Streptomyceta 
ref|NR_028618.1 
1089685 109113 
Strept 


ref|NR_028613.1 
1097121 109859 
cetales; Strepto 


NR_028612.1 
1098650 110009 
cetales; Strepto 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae; 


ref|NR_028605.1 
07 Microbispora 
ineae; Streptosp 


ref |NR_028604.1 
1109258 111072 
riales; Coriobac 


253680771 


pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 


Marinospirillum. 


Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Cerasibacillus 
2 Cerasibacillus 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Marinospirillum 
spirillum insulare 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Sulfurimonas 

2 Sulfurimonas 

Helicobacteraceae; 


Marinithermus 
6 Marinithermus 
Marinithermus. 

Marinomonas 
0 Marinomonas 
rinomonas. 

Rhodococcus 
5 Rhodococcus 
bacterineae; 


Lactobacillus 
equi Bacteria; 


equi 


Streptomyces tauricus 


81 Streptomyces tauricus Bacteria; 


ceae; Streptomyces. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Collinsella 
0 Collinsella 
terineae; 


ref|NR_028019.1 
1127427 112890 


Helicobacter 
7 Helicobacter 


260386 Bacteria_16S 
strain R 16S ribo 


fever group. 
260386 Bacteria_16S 
strain ES10.1 16S 


260386 Bacteria_16S 
shabanensis strai 
shabanensis Bacte 
Salinisphaera. 
260386 Bacteria_16S 
strain IMMIB R-14 


ria; 


260386 Bacteria_16S 


DSM 43833 16S ribosomal 


somal R 
Proteobacteria; Alphapro 


n E1L3A 16S ribosomal RNA, 


34 16S 
Actinobacteria; Actinoba 


1129996 1129947 42 91 


teobacteria; Rickettsiales; 


1131493 1131444 42 91 


ribosomal RNA, partial sequence 
Actinobacteria; Actinoba 


cteridae; Actinomycetales; 
1140630 1140581 42 91 


Proteobacteria; 


1148159 1148110 42 91 


ribosomal RNA, partial 


1170887 1170838 42 
RNA, partial sequence 


91 


NA, partial sequence 1128958 1130397 Ricke 


gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
ttsia rickettsii Bacteria; 

Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 


1130448 11319 
Stre 


gi 


complete se 
Gammaproteobacter 


gi 


sequence 
cteridae; Actinomycetales; Cory 


gi 


1169826 11712 


ptosporang 
253680763 
quence 

ia; Salini 


253680758 
11471 

nebacterin 

228719618 


ref 


1 


ref 


eae; 
ref 


04 Nocardiopsis 
inea 


139586 11410 
spha 


15 1148603 Nocar 


94 Thermobispora 


e; Nocardiop 
NR_028011.1 
2 
i 


erales; Sal 


NR_028006.1 


Nocardiacea 
NR_027583.1 


d 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Salinisphaera 

5 Salinisphaera 

nisphaeraceae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Thermobispora bispora 
bispora DSM 43833 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 

260386 Bacteria_16S 1178460 1178411 42 91 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

260386 Bacteria_16S 1208767 1208718 42 91 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

260386 Bacteria_16S 1211799 1211738 30 91 gi| 224581438 |ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

260386 Bacteria_16S 1213276 1213215 30 91 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

260386 Bacteria_16S 1214769 1214708 30 91 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

260386 Bacteria_16S 1216249 1216188 30 91 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

260386 Bacteria_16S 1219170 1219121 42 91 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

260386 Bacteria_16S 1235900 1235851 42 91 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

260386 Bacteria_16S 1250945 1250896 42 91 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

260386 Bacteria_16S 1269062 1269013 42 91 gi| 219846421 |ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 

260386 Bacteria_16S 1276435 1276374 30 91 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
260386 Bacteria_16S 1280865 1280816 42 91 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

260386 Bacteria_16S 1291510 1291449 30 91 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

260386 Bacteria_16S 1300425 1300376 42 91 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
260386 Bacteria_16S 1306617 1306568 42 91 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 


506 16S ribosomal RNA, 
Alphaproteobacteria; 
260386 Bacteria_16S 


thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 


Rhizobiales; 


complete sequence 
Xanthobacteraceae; 
1308107 1308058 42 91 


1305606 1307012 Stark 
st 


gi 


arkeya. 


eya 


228721493 


novella Bact 


ref 


eria; Proteobacteria; 


NR_027616.1 


Streptomyces 
1307063 


1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 


Actinobacteridae; 


260386 Bacteria_16S 
YIM 30243 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
260386 Bacteria_16S 
DSM 43247 16S rib 
Bacteria; Actinob 
260386 Bacteria_16S 
gonidiaformans st 
gonidiaformans AT 
260386 Bacteria_16S 


strain 08145 16S 
Proteobacteria; 


bermudensis HTCC2 


HTCC2503 Bacteria 
260386 Bacteria_16S 


ulvae strain UL12 
Bacteria; 


glauca strain K62 


Bacteria; Actinob 
Saccharomonospora 
260386 Bacteria_16S 


strain s840-96-2 
Firmicutes; 


violaceolatus Bac 


Streptomycetaceae 
260386 Bacteria_16S 
coelescens strain 
coelescens Bacter 
Streptomycetaceae 
260386 Bacteria_16S 


profundus strain 
Bacteria; 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
260386 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


260386 Bacteria_16S 


subsp. albus stra 
subsp. albus Bact 
Streptomycetaceae 


260386 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


260386 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


260386 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; 


subsp. rimosus st 
subsp. rimosus Ba 
Streptomycetaceae 


260386 Bacteria_16S 


caeruleus subsp. 


Couchioplanes caeruleus subsp. 


Actinomycetales; 


260386 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


G 
260386 Bacteria_16S 


Proteob 
Pseudoalteromonas. 
260386 Bacteria_16S 


Clost 
260386 Bacteria_16S 
violaceolatus str 


Deinoco 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 


Actinomycetales; Streptomycineae; 
1326528 1326479 42 91 
osomal RNA, partial sequence 
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roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
260386 Bacteria_16S 


longisporus strain ISP 5166 16S ribosomal RNA, 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
260386 Bacteria_16S 
strain : 


260386 Bacteria_16S 


strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


260386 Bacteria_16S 
aridum strain DSM 


Kibdelosporangium. 
260386 Bacteria_16S 


strain VenChi2 16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


Fusobacteria; 


Fusobacteriales; 


Fusobacteriales; 


1681248 1681199 42 


1705804 1705755 42 


1721051 1721002 42 


1727036 1726987 42 


1728575 1728526 42 


1730111 1730062 42 


1731624 1731575 42 


1740799 1740750 42 


1743889 1743840 42 


1746914 1746865 42 


Actinomadura. 
1748444 1748395 42 


1754527 1754478 42 
Proteobacteria; 


1756099 1756038 30 


1759180 1759131 42 


1772548 1772499 42 


1774046 1773997 42 


1775543 1775494 42 


1784666 1784605 30 


1810557 1810508 42 


1816697 1816648 42 


1831962 1831913 42 


Deinococcus-Thermus; 


91 gi|219878421|ref|NR_025560.1 
1680196 168167 

Deinococci; Thermales; Thermaceae; 

91 gi|219878404|ref|NR_025543.1 


91 


16S ribosomal RNA, partial sequence 1719990 17214 
Fusobacteriaceae; 


91 


DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


91 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


91 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


91 


91 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


R2A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


91 


91 


91 


91 


91 


91 


91 


91 


LMG 20969 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


91 


91 


43828 16S ribosomal RNA, partial sequence 18156 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


1704738 17061 


gi|219878394 
Cetobacterium. 
gi| 219878390 


gi| 219878389 


gi|219878388 


gi|219878387 


Actinomyc 


gi| 219878380 
Streptosporang 

gi| 219878378 
17428 
Stre 


219878376 
sequence 
Actinomyc 


gi 


gi| 219878375 


gi|219878370 
Altero: 


gi| 219878369 


gi| 219878366 
1758120 17596 
gi| 219878355 
Streptomycinea 


gi|219878354 
sequenc 


Actino: 

gi| 219878353 
partial sequence 

Actinomyc 

gi| 219878347 

17835 


gi|219878329 
1809512 18109 
gi|219878325 


Pseu 


inomycetales; 


aceae; 
ref |NR_025533.1 
59 Cetobacterium 


ref|NR_025529.1 
1725987 172747 


ref|NR_025528.1 
13 Mycobacterium 
Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 


ref|NR_025526.1 
1730570 173206 
etales; Coryneba 


ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025517.1 


ptosporangineae 
NR_025515.1 


1745863 174730 
etales; Streptos 


ref|NR_025514.1 


ref|NR_025509.1 

1753455 175495 
monadales; Pseud 
ref|NR_025508.1 


aceae; 
ref|NR_025505.1 


eae; Gordoniacea 
ref|NR_025494.1 
83 Streptomyces 
e; Streptomyceta 
ref |NR_025493.1 
e 1773034 177448 
mycetales; Strep 


ref|NR_025492.1 
1774532 177597 
etales; Streptom 


ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025468.1 


eae; Gordoniacea 
ref|NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


gi|219878315 


Ilyobacter. 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
Thermoleophilum. 


Cetobacterium somerae 
somerae Bacteria; 


Mycobacterium 
1 Mycobacterium 


Corynebacterineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 


31 1744318 Nocardiopsis metallicus 
7 


Nocardiopsaceae; 
Actinomadura 
0 Actinomadura 


porangineae; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
Clostridiales; Veillonellaceae; Megamonas. 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonas. 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Streptomyces 
9 Streptomyces 
ycineae; 


Halomonas muralis 
nas muralis Bacteria; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 

Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


ref|NR_025454.1 


Ilyobacter insuetus 


1830898 1832407 Ilyobacter insuetus Bacteria; 


260386 Bacteria_16S 1838042 1837993 42 91 gi|219878310|ref|NR_025449.1| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

260386 Bacteria_16S 1839605 1839556 42 91 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
260386 Bacteria_16S 1853232 1853183 42 91 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 


260386 Bacteria_16S 1862362 1862301 30 91 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

260386 Bacteria_16S 1863869 1863808 30 91 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 


israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
260386 Bacteria_16S 1865451 1865390 30 91 gi|219878291|ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 
260386 Bacteria_16S 1866995 1866946 42 91 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 

260386 Bacteria_16S 1877569 1877520 42 91 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 


260386 Bacteria_16S 1880699 1880650 42 91 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

260386 Bacteria_16S 1882279 1882230 42 91 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 


strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
260386 Bacteria_16S 1883855 1883806 42 91 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
260386 Bacteria_16S 1885435 1885386 42 91 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
260386 Bacteria_16S 1886981 1886932 42 91 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 
260386 Bacteria_16S 1924675 1924626 42 91 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
260386 Bacteria_16S 1926236 1926187 42 91 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
260386 Bacteria_16S 1935377 1935328 42 91 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
strain CHO0O1A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

260386 Bacteria_16S 1950664 1950615 42 91 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 


260386 Bacteria_16S 1967317 1967268 42 91 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

260386 Bacteria_16S 2034251 2034202 42 91 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 


smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
260386 Bacteria_16S 2040455 2040394 30 91 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 
260386 Bacteria_16S 2049834 2049785 42 91 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 


260386 Bacteria_16S 
strain DSM 5192 1 
Firmicutes; 
260386 Bacteria_16S 
elephantis strain 


Clostridia; 


2051395 2051346 42 


2052942 2052893 42 


91 
6S ribosomal RNA, partial sequence 2050314 20 
Clostridiales; Veillonellaceae; 
91 
DSM 44368 16S ribosomal RNA, 


gi 


gi 
partial 


elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
260386 Bacteria_16S 


Streptomycetaceae; 
260386 Bacteria_16S 


Streptomycetaceae; 
260386 Bacteria_16S 


Streptomycetaceae; 
260386 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
260386 Bacteria_16S 


Mycobacterium. 


2054495 2054446 42 


2055964 2055915 42 


2057475 2057426 42 


2059014 


2058965 42 


2077303 2077254 42 


Propionibacteriaceae; Propionibacterium. 


260386 Bacteria_16S 


2080416 2080367 42 


Propionibacteriaceae; Propionimicrobium. 


260386 Bacteria_16S 
avidum strain DSM 


Propionibacterium. 
260386 Bacteria_16S 


Mycobacteriaceae; 
260386 Bacteria_16S 
aquiterrae strain 


Nocardioides. 
260386 Bacteria_16S 


illinoisensis strain MVAB Hexl 
illinoisensis Bacteria; 


Alkanindiges. 
260386 Bacteria_16S 
strain DSM 43030 


260386 Bacteria_16S 
pinnipedii strain 


260386 Bacteria_16S 


microaerophila strain AL 
microaerophila Bacteria; 


Thioalkalispira. 
260386 Bacteria_16S 
africanum strain 
africanum Bacteria; 
Mycobacteriaceae; 
260386 Bacteria_16S 


scrofulaceum strain ATCC 


Mycobacteriaceae; 
260386 Bacteria_16S 
tokaiense strain 
tokaiense Bacteria; 
Mycobacteriaceae; 
260386 Bacteria_16S 


Gw-9 1 
Bacteria; Actinobacteria; 


16S rib 
Actinobacteria; Actinoba 


6482 1 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


ATCC 25 
Acti 


ATCC 27282 16S 
Acti 


2081973 2081924 42 


2091033 2090984 42 


2100189 2100140 42 


2107795 2107746 42 
Proteobacteria; 


2110877 2110828 42 


2112425 2112376 42 


2127619 2127559 30 
Proteobacteria; 


2129097 2129048 42 


420 16S ribosomal RNA, 


2130575 2130526 42 


2132080 2132031 42 
ribosomal RNA, 


2133583 2133534 42 


91 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
91 
reticuliscabiei strain CFBP 4531 16S ribosomal 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
91 
somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
91 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
91 
propionicum strain DSM 43307 16S ribosomal RNA, partial 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 


91 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 


91 
4901 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


91 
heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
91 
6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


91 
16S ribosomal RNA, 


91 
osomal RNA, partial sequence 2109822 21113 
cteridae; Actinomycetales; 
91 
6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 
91 
EN 1 16S ribosomal RNA, partial 


91 


91 


91 


gi 


gi 


RNA, partial sequence 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


Gammaproteobacteria; 


gi 
partial 


nobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium 
91 
19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


gi 


gi 
partial 


nobacteria; Actinobacteridae; Act 
Mycobacterium. 


gi 


219878158 


219878157 
sequence 


219878155 


219878154 


219878153 
sequence 


219878152 
sequence 


219878138 
sequence 


219878136 
sequence 


219878135 
20 


219878129 


219878122 
20 


219878115 


complete sequen 
Gammaproteobacteria; 


219873436 


219857660 


219857650 
sequence 


219857649 
sequence 


219857648 


219857647 
sequence 


219857646 


poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 


518 
Anaerosinus. 


Actinomycetales; 


sequenc 


Actinomycetales; 


Actinomycetales; 


809 


sequence 


991 


21113 


Chromatiales; 


inomycetales; 
tuberculosis complex. 


sequenc 


inomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref |NR_0252 


ref |NR_0252 


ref |NR_0252 
ref |NR_0252 
ref 


NR_0252 


ref |NR_0252 


ref |NR_0252 


NR_025297.1 
24 Anaerosinus glycerini Bacteria; 


NR_025296.1 
2051875 20533 
Coryneba 


NR_025294.1 
e 2053442 20549 


Actinomycetales; Strep 


NR_025293.1 
20549 
Actinomycetales; 


NR_025292.1 
2056438 205792 
Strepto 


NR_025291.1 
2057971 205946 
Actinomycetales; 


NR_025277.1 
2076251 207775 
Propion 


NR_025275.1 
2079371 208087 
Actinomycetales; Propio 


NR_025274.1 
23 2082426 Propi 
Propionibacterineae; 


NR_025268.1 
2089993 209143 
Actinomycetales; 


NR_025261.1 
38 2100621 Nocar 
Propionibacterineae; 


NR_025254.1 
ce 2106707 210823 
Pseudomonadales; 


30 Streptomyces 
Streptomycineae; 


81 2112761 Mycoba 
Corynebacterineae; 


2126557 212798 
Ectot 


2128040 212947 
Corynebact 


e 2129523 213098 


Actinomycetales; Coryneb 


2131039 213248 
Corynebact 


Anaerosinus glycerini 


Mycobacterium 


91 Mycobacterium 
cterineae; 


Streptomyces 


19 Streptomyces 
tomycineae; 


Streptomyces 


70 2056387 Streptomyces 


Streptomycineae; 


Mor 


50.1 


49.1 


39.1 


38.1 


Reine 


36.1 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Propionibacterium 
6 Propionibacterium 


ibacterineae; 


Propionimicrobium 
2 Propionimicrobium 


nibacterineae; 


Propionibacterium 


onibacterium avidum 


Propionibacteriaceae; 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Nocardioides 


dioides aquiterrae 


Nocardioidaceae; 
Alkanindiges 
9 Alkanindiges 


axellaceae; 


Streptomyces humiferus 


humiferus Bacteria; 
Streptomyceta 


ceae; Streptomyces. 
Mycobacterium 
cterium pinnipedii 


Mycobacteriaceae; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


35.1 


Mycobacterium 


2132540 2133989 Mycobacterium 


poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 
260386 Bacteria_ 


strain ATCC 19422 16S ribosomal 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


260386 Bacteria_ 


strain ATCC 51384 16S ribosomal 
Actinobacteria; Actinoba 


260386 Bacteria_ 


palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 


Mycobacterium. 
16S 2135097 2135048 42 


16S 2136614 2136565 42 


16S 2139659 2139610 42 


Pseudonocardiaceae; Amycolatopsis. 


260386 Bacteria_ 


strain MUP 1182 16S ribosomal RNA, 
Actinobacteria; Actinoba 
260386 Bacteria_16S 


strain YIM 90001 


strain YIM 90003 


Actinobacteria; Actinoba 


Streptomonospora. 


260386 Bacteria_16S 
strain F829 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinoba 
260386 Bacteria_16S 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinoba 
260386 Bacteria_16S 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 
Pseudonocardiaceae; 
260386 Bacteria_16S 
strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
260386 Bacteria_16S 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 
aetherivorans Bacteria; 


Nocardiaceae; 


260386 Bacteria_16S 


16S 2148649 2148600 42 
2150230 2150181 42 


2157717 2157668 42 


2162189 2162140 42 


2165289 2165240 42 


2166830 2166781 42 


Pseudonocardia. 
2168343 2168294 42 


2174411 2174362 42 


2195647 2195598 42 


ribosomal RNA, 
Actinobacteria; Actinobacteridae; 


91 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


91 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


91 


91 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterineae; 


91 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinoba 
260386 Bacteria_16S 


91 


16S ribosomal RNA, partial sequence 2156657 21581 
cteridae; Actinomycetales; 


91 


91 


91 


91 


91 


Actinobacteria; Actinobacteridae; 
Rhodococcus. 


91 


partial 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; 


260386 Bacteria_16S 
5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
260386 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
260386 Bacteria_16S 
luridiscabiei str 


strain NRCM 00-25 


luridiscabiei Bac 


Rhodococcus. 


2218327 2218278 42 


2233487 2233438 42 


2248683 2248634 42 


Streptomyces. 
2253284 2253235 42 


bosomal RNA, partial sequence 


91 


91 


91 


ain S63 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
260386 Bacteria_16S 
strain KS9 16S ri 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 
n YIM 41004 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
260386 Bacteria_16S 


yunnanensis strai 
yunnanensis Bacte 


thermospinosispor 
thermospinosispor 


ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 


260386 Bacteria_16S 


2257871 2257822 42 


Streptomyces. 
2260995 2260946 42 


Streptomyces. 
2271856 2271807 42 


2273328 2273279 42 


91 


91 


us strain AT10 16S ribosomal RNA, partial sequen 
us Bacteria; Actinobacteria; Actinobacteridae; A 
Streptomycetaceae; 
260386 Bacteria_16S 
KMM300 16S ribosomal RNA, partial sequence 22707 
acteria; Gammaproteobacteria; 


91 


91 


Alteromonadales; P 


219857645 
21340 


gi 


219857644 
21355 


gi 


219857642 
sequence 


gi 


gi|219857636 


gi| 219857635 


gi 


219857630 


gi|219857627 
2161153 21625 


gi|219857625 


cteridae; Actinomycetales; Corynebacterineae; 


219857624 
sequenc 


gi 


Actinomycetales; 


ref|NR_025234.1 
40 2135523 Mycoba 


ref |NR_025233.1 
74 2137022 Mycoba 
Mycobacteri 
ref|NR_025231.1 

2138615 214004 
Pseu 


ref|NR_025225.1 
14 Mycobacterium 
Mycobacteri 
ref|NR_025224.1 
Pseudonocar 
ref|NR_025219.1 
Nocardiop 


ref|NR_025216.1 
Nocardiacea 
ref|NR_025214.1 
35 Mycobacterium 
Mycobacteri 
ref |NR_025213.1 
e 2165786 216722 
tinomycetales; P 


Mycobacterium microti 
cterium microti 


Corynebacterineae; Mycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 

Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Prauserella halophila 


78 Prauserella halophila Bacteria; 
cteridae; Actinomycetales; Pseudonocardineae; 


diaceae; Prauserella. 
Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
Streptosporangineae; 


saceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
cteridae; Actinomycetales; Corynebacterineae; 


e; Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 

aceae; Mycobacterium. 
Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
2167280 2168769 Streptomyces speibonae Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
gi|219857619|ref|NR_025208.1| Rhodococcus 
2173451 2174859 Rhodococcus 
Actinomycetales; Corynebacterineae; 
gi|219857602|ref|NR_025190.1| Rhodococcus 
2194621 2196031 Rhodococcus 
Actinomycetales; Corynebacterineae; 
gi|219857587|ref|NR_025175.1| Mycobacterium lacus 
2217272 2218741 Mycobacterium lacus Bacteria; 


219857577 
22324 


gi 


gi|219857567 


gi| 219857564 
2252243 22536 
Streptosporang 
gi|219857561 


Actinomyc 
gi| 219857559 


gi|219857552 


Actinomycetales; 


eae; Mycobacteri 
ref|NR_025165.1 
22 2233905 Gordon 
eae; 
ref|NR_025155.1 

2247616 224914 


ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
NR_025149.1 
2256827 225829 
etales; 


ref|NR_025147.1 


ctinomycetales; 


ref|NR_025140.1 


gi|219857551 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


Gordoniaceae; 


aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
Gordonia. 
Streptomyces 

2 Streptomyces 


Streptomycineae; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Streptomyces 
4 Streptomyces 


Streptomycineae; 


Streptomyces 


ce 2259931 2261452 Streptomyces 


Streptomycineae; 


Pseudoalteromonas 


90 2272278 Pseudoalteromonas ruthenica 
seudoalteromonadaceae; 


ref|NR_025139.1 
2272329 227377 


Pseudoalteromonas 
4 Pseudoalteromonas 


260386 Bacteria_16S 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
260386 Bacteria_16S 


strain MIT 97-5075c 16S ribosomal RNA, partial 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


260386 Bacteria_16S 
strain L2-TR 16S 


260386 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ribosomal 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 


Tsukamurellaceae; 
260386 Bacteria_16S 


strain K24 16S ribosomal RNA, partial sequence 


2291524 2291475 42 
Proteobacteria; 


2293069 2293020 42 


2299033 2298984 42 


2306580 2306531 42 


2308143 2308094 42 


91 


Gammaproteobacteria; 


219857538 
sequence 


gi 


Alteromonadales; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


91 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Helicobacteraceae; Helicobacter. 
91 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 


ribosomal RNA, partial sequence 


91 
RNA, 


91 


2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


219857525 |ref 


gi 


complete sequence 230551 
Actinomycetales; 


gi|219857524|ref 


2307079 2308560 Pigmentiphaga 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


260386 Bacteria_16S 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 


2309617 2309568 42 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 


strain A290 16S ribosomal RNA, partial sequence 


2311133 2311084 42 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
260386 Bacteria_16S 


strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 


2327854 2327805 42 


91 


219857523 |ref 


gi 


Streptosporangineae; 


gi|219857522|ref 


2310109 2311529 Actinomadura 
Streptosporangineae; 


gi|219857511|ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


260386 Bacteria_16S 
canadensis strain 


Helicobacter. 
260386 Bacteria_16S 
NRRL B-24104 16S 


260386 Bacteria_16S 


singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinopolymorpha. 


Nocardioidaceae; 
260386 Bacteria_16S 
strain ATCC 49929 


Propioniferax. 
260386 Bacteria_16S 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 235995 
australiense Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


260386 Bacteria_16S 


strain IMMIB D-1592 16S ribosomal RNA, partial 


2332303 2332254 42 


2342814 2342765 42 


ribosomal RNA, partial sequence 


2344324 2344275 42 


2358008 2357959 42 


2359524 2359475 42 


2383783 2383734 42 


91 


NLEP-16143 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


91 


91 


91 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


91 


sequence 


219857508 | ref 


gi 


219857500|ref 


gi 


77 Mycobacterium 
Mycobacteriaceae; Mycobacterium. 


2331268 233272 
Campylobacterales; He 


Idiomarina. 
NR_025113.1 


NR_025110.1 


NR_025099.1 


NR_025096.1 


NR_025088.1 


Tsukamurella 
7 2307028 Tsukamurella 


Corynebacterineae; 


NR_025112.1| Pigmentiphaga kullae 
kullae Bacteria; 

Pigmentiphaga. 

NR_025111.1| Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Actinomadura mexicana 


mexicana Bacteria; 
Thermomonosporaceae; 


Mycobacterium doricum 
doricum Bacteria; 


Helicobacter 
4 Helicobacter 


licobacteraceae; 


Crossiella equi strain 


2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219857498 |ref 


gi 


219857489 |ref 


gi 


219857488 |ref 


gi 
Actinomyceta 
219857471 


gi ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


260386 Bacteria_16S 


kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
260386 Bacteria_16S 


salina strain YIM90002 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 
260386 Bacteria_16S 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococ 
260386 Bacteria_16S 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 


2401985 2401924 30 


2409656 2409607 42 


2422070 2422021 42 


cus. 
2438559 2438510 42 


91 


91 


91 


91 


219857459 |ref 


gi 
Actinomycetal 
gi|219857454|ref 

Streptos 
gi|219857445|ref 

Actinomyce 
219857429 


gi ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


260386 Bacteria_16S 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


maricaloris Bacteria; 
Pseudoalteromonas. 
260386 Bacteria_16S 


2447717 2447668 42 
Proteobacteria; 


2449265 2449204 30 


91 


91 


gi| 219857421 |ref 


Alteromona 


219857420|ref 


gi 


2343294 234473 
Actinomycetales; Propio 


2356968 2358432 Propio 
Propionibacterineae; 


2382752 2384208 Nocard 


2400924 240237 
2408577 2410105 Strept 


2421026 242250 


2446675 244812 


Pseudonocar 
NR_025086.1 


NR_025077.1 


NR_025076.1 
les; Propion 
NR_025059.1 


Nocardiacea 
NR_025047.1 


es; Streptos 
NR_025042.1 
porangineae 
NR_025033.1 


tales; Coryn 


NR_025017.1 


Nocardiacea 
NR_025009.1 


dales; Pseud 


diaceae; Crossiella. 
Actinopolymorpha 

5 Actinopolymorpha 

nibacterineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Nocardiopsis 

2 Nocardiopsis 
porangineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 

Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Alkalibacterium 


NR_025008.1 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 


260386 Bacteria_16S 2497347 2497298 42 91 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

260386 Bacteria_16S 2518645 2518596 42 91 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

260386 Bacteria_16S 2520189 2520140 42 91 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

260386 Bacteria_16S 2535365 2535316 42 91 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

260386 Bacteria_16S 2542357 2542308 42 91 gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 2542665 Hyphomonas adhaerens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

260386 Bacteria_16S 2563766 2563717 42 91 gi|219857335|ref|NR_024923.1| Helicobacter 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

260386 Bacteria_16S 2566845 2566796 42 91 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 


acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
260386 Bacteria_16S 2586791 2586730 30 91 gi|219857277|ref|NR_024908.1 
mediterranea strain MMB1 16S ribosomal RNA, complete sequence 2585691 258722 
mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillal 
260386 Bacteria_16S 2588336 2588287 42 91 gi|219857276|ref|NR_024907.1 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 258874 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 
Nocardioidaceae; Friedmanniella. 

260386 Bacteria_16S 2609870 2609821 42 91 gi|219857259|ref|NR_024890.1 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 261032 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Pseudonocardiaceae; Amycolatopsis. 

260386 Bacteria_16S 2611443 2611394 42 91 gi| 219857258 |ref|NR_024889.1 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 26118 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
260386 Bacteria_16S 2612970 2612921 42 91 gi| 219857257 |ref|NR_024888.1 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
260386 Bacteria_16S 2626859 2626810 42 91 gi| 219857247 |ref|NR_024877.1 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 262727 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
Propionibacteriaceae; Tessaracoccus. 

260386 Bacteria_16S 2629965 2629916 42 91 gi|219857239|ref|NR_024867.1 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 26303 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

260386 Bacteria_16S 2640558 2640509 42 91 gi|219857231|ref|NR_024859.1 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycoba 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
260386 Bacteria_16S 2657233 2657184 42 91 gi|219857219|ref|NR_024847.1 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 265766 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Nocardioidaceae; Nocardioides. 

260386 Bacteria_16S 2658757 2658708 42 91 gi|219857218|ref|NR_024846.1 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 265918 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 
Nocardioidaceae; Aeromicrobium. 

260386 Bacteria_16S 2660277 2660228 42 91 gi|219857217|ref|NR_024845.1 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbe 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Kribbella. 

260386 Bacteria_16S 2667619 2667570 42 91 gi|219857212|ref|NR_024840.1 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharopolyspora. 

260386 Bacteria_16S 2669134 2669085 42 91 gi|219857211|ref|NR_024839.1 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 266958 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocard 
Pseudonocardiaceae; Saccharopolyspora. 

260386 Bacteria_16S 2670668 2670619 42 91 gi|219857210|ref|NR_024838.1 


Anaeromusa. 
Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Friedmanniella 

9 Friedmanniella 

cterineae; 


Amycolatopsis 
2 Amycolatopsis 


cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 

alba Bacteria; 

diaceae; Amycolatopsis. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Nocardioides 

3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Microbispora mesophila 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


260386 Bacteria_16S 


strain CMRI H02 1 


2672168 2672119 42 91 gi 


6S ribosomal RNA, partial sequence 2671138 26725 


Streptosporangineae; 


219857208 


Streptosporangiaceae; 


ref |NR_024836.1 
55 Helicobacter 


Helicobacter ganmani 
ganmani Bacteria; 


Proteobacteria; E 
260386 Bacteria_16S 
strain MS1-3 16S 


260386 Bacteria_16S 
juripiscarius str 
juripiscarius Bac 
260386 Bacteria_16S 


teria; 


2678239 2678190 42 


2679805 2679744 30 


ain IS40-3 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
2681344 2681283 30 


psilonproteobacteria; Campylobacterale 


91 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


91 


91 


partial 


S; 
gi|219857204 
2677198 26786 
ne 
219857203 
sequence 

ceae; 
219857202 


gi 


Bacilla 
gi 


Helicob 


bacterin 


Lenti 


acteraceae; Hel 
ref|NR_024832.1 


Nocardiace 
NR_024831.1 
a 


eae; 
ref 


illus. 
NR_024830.1 


i 


cobacter. 
Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
a 


e; Nocardia. 
Lentibacillus 
9 Lentibacillus 


Alkalibacterium 


psychrotolerans s 


psychrotolerans B 
260386 Bacteria_16S 


strain IFM 10088 


silvatica strain 


silvatica Bacteri 


Streptosporangiac 


260386 Bacteria_16S 
desulfurans strai 


desulfurans Bacte 


260386 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


260386 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


260386 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


260386 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


260386 Bacteria_16S 


strain K97-0003 1 


psychrotolerans s 
psychrotolerans B 


260386 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


260386 Bacteria_16S 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


260386 Bacteria_16S 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


260386 Bacteria_16S 


strain JCM 9373 1 
Actinobacteria; A 
Planomonospora. 


260386 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


260386 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2688738 2688689 42 91 gi 


2693199 2693150 42 91 gi 
TT 00-51 16S ribosomal RNA, partial se 
eae; Planotetraspora. 
2703763 2703714 42 91 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2705214 2705165 42 91 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
2708307 2708258 42 91 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


2720211 2720162 42 91 gi 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 
2721750 2721701 42 91 gi 
rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteob 
2724797 2724748 42 91 gi 


2732479 2732418 30 91 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
2747183 2747134 42 91 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2751542 2751493 42 91 gi 
in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
eae; Microtetraspora. 
2753036 2752987 42 91 gi 
JCM 9374 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 
eae; Planomonospora. 
2754532 2754483 42 


91 gi 


ctinobacteridae; Actinomycetales; Stre 
2756082 2756033 42 91 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2757650 2757601 42 91 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


260386 Bacteria_16S 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
260386 Bacteria_16S 


a; Actinobacteria; Actinobacteridae; Act 


6S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


6S ribosomal RNA, partial sequence 2753496 27 


er 


di 


1 
Ca 
219857197 
891 
nebacte 
219857193 
quence 
inomy: 


219857186 
uence 
Thermales; 
219857185 
sequence 

obacillace 
219857183 
sequence 
eria; Camp 


219857175 
al sequenc 
ae; Actino: 


, 


219857174 
sequence 

acteria; S 
219857172 
252 
omonospori 
219857166 
sequence 
Carnobacte 
219857156 
equence 
e; Acti 


219857152 
quence 
; Actinomy 
219857151 
quence 
ctinomycet 


219857150 
549 
ptosporang 
219857149 
nce 27549 
ales; Th 
219857148 
al sequenc 
ales; Cl 


2760597 2760548 42 91 gi 


sequence 
rnobacte 


rin 


cet 


nomycet 


2680270 268176 
riaceae; Alkalibacterium. 
ref|NR_024825.1| Nocardia sienata 
13 Nocardia sienata Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024821.1] Planotetraspora 

2692168 2693639 Planotetraspora 
ales; Streptosporangineae; 


1 Alkalibacterium 


’ 


ref |NR_024814.1 
2702689 270407 
Thermaceae; Oce 
ref|NR_024813.1 
2704122 270562 
ae; Lactobacillu 
ref|NR_024811.1 
2707242 270866 
ylobacterales; H 


Oceanithermus 
1 Oceanithermus 
anithermus. 

Lactobacillus 
7 Lactobacillus 
Ss. 

Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


Nocardia 
4 Nocardia 
ebacterineae; 


ref |NR_024802.1 
2720705 272211 
ulfurovum. 
ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 
neae; Micromonosporaceae; Longispora. 
ref|NR_024794.1| Marinilactibacillus 
2731401 2732858 Marinilactibacillus 
riaceae; Marinilactibacillus. 
ref|NR_024784.1] Rhodococcus 
2746146 2747493 Rhodococcus 
ales; Corynebacterineae; 


Sulfurovum 
0 Sulfurovum 


ref|NR_024780.1 
2750506 275194 
cetales; Strepto 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


ref |NR_024779.1 
2752000 275344 
ales; Streptospo 


Planomonospora 
5 Planomonospora 
rangineae; 


’ 


ref|NR_024778.1| Planomonospora alba 
39 Planomonospora alba Bacteria; 


ineae; Streptosporangiaceae; 


ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


219857146 


ref|NR_024774.1| Actinokineospora 


terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 


Actinokineospora. 


260386 Bacteria_16S 
strain IFO 16295 


260386 Bacteria_16S 
venezuelae strain 


Streptomycetaceae; 
260386 Bacteria_16S 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 


albofaciens strain JCM 4342 16S ribosomal RNA, 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
260386 Bacteria_16S 


strain AP3 16S ribosomal RNA, partial sequence 


Proteobacteria; 
260386 Bacteria_16S 


rectilineatus strain IFO 13941 16S ribosomal RNA, partial 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 


2771108 2771059 42 


2772648 2772599 42 


2774183 2774134 42 


2775721 2775672 42 


2777258 2777209 42 


2780284 2780235 42 


2796662 2796613 42 


Micromonosporaceae; Actinoplanes. 


260386 Bacteria_16S 
strain IFO 12513 


260386 Bacteria_16S 
strain IFO 13911 


260386 Bacteria_16S 
strain IFO 14915 


260386 Bacteria_16S 
strain IFO 12512 


260386 Bacteria_16S 


derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; 


2799705 2799656 42 


2801228 2801179 42 


2802749 2802700 42 


2804270 2804221 42 


2805792 2805743 42 


Micromonosporaceae; Actinoplanes. 


260386 Bacteria_16S 


2 
consettensis strain IFO 14913 16S ribosomal RNA, partial 
consettensis Bacteria; Actinobacteria; Actinobacteridae; 


2807314 2807265 42 


Micromonosporaceae; Actinoplanes. 


260386 Bacteria_16S 


2 
campanulatus strain IFO 12511 16S ribosomal RNA, partial 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; 


2808836 2808787 42 


Micromonosporaceae; Actinoplanes. 


260386 Bacteria_16S 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
260386 Bacteria_16S 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 28212 


2819370 2819321 42 


Planomonospora. 
2820863 2820814 42 


91 


91 


JCM 4526 16S ribosomal RNA, partial sequence 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


91 


91 


91 gi|219857132|ref|NR_024760.1 

partial sequence 2776208 277769 
Actinomycetales; 

91 gi|219857130|ref|NR_024758.1 


Gammaproteobacteria; Thiotrichales; Thiotrichaceae; T 


91 


91 


16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


91 


91 


91 


91 


91 


91 


91 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
260386 Bacteria_16S 
parontospora subsp. 


Actinomycetales; 
260386 Bacteria_16S 


strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


Catenuloplanes. 
260386 Bacteria_16S 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
260386 Bacteria_16S 


strain IMC S-0802 16S ribosomal RNA, partial sequence 


2822357 2822308 42 


2829940 2829891 42 


2831440 2831391 42 


2832978 2832929 42 


91 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangineae; 


antibiotica Bacteria; Actinobacteria; 
Streptosporangiaceae; 


91 


91 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219857137 |ref 


gi 


219857136|ref 


gi 


219857135|ref 


gi 


Streptomycineae; S 
gi| 219857133 |ref 


Streptomycineae; S 


2771601 277308 
Actinomycetales; 


NR_024765.1 


NR_024764.1 


NR_024763.1 


NR_024761.1 


Nocardiaceae; 


Rhodococcus jostii 


16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Rhodococcus. 
Streptomyces 
3 Streptomyces 


Streptomycineae; 


Streptomyces peucetius 


peucetius Bacteria; 
treptomycetaceae; 


Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 
treptomycetaceae; 


Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Thiothrix eikelboomii 


2779259 2780679 Thiothrix eikelboomii Bacteria; 


219857119|ref 


gi 
Actinomycet 


219857117|ref 


gi 


219857116|ref 


gi 


16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


219857115|ref 


gi 


16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


219857114|ref 


gi 


16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


219857113|ref 


gi 
Actinomyceta 
19857112 


sequence 
Actinomyceta 


gi ref 


19857111 
sequence 
Actinomyceta 


gi ref 


219856911 
sequence 
Actinomycet 


gi ref 


219856910|ref 


gi 
Streptosporanginea 


219856909 | ref 


pa. 


gi 


Planomono 


gi|219856904|ref 


gi| 219856903 


Actinomycetal 


219856902 |ref 


gi 


sequence 2795622 279709 


36 Actinoplanes 


2804752 280622 


2806275 280774 


2807796 280926 


2818334 281977 


70 Planobispora 


2830390 283187 


hiothrix. 
NR_024747.1 


ales; 
NR_024745.1 


; Micromonos 
NR_024744.1 


; Micromonos 
NR_024743.1 


; Micromonos 
NR_024742.1 


; Micromonos 
NR_024741.1 


les; Micromo 
NR_024740.1 
les; Micromo 
NR_024739.1 
les; Micromo 
NR_024732.1 
ales; Strept 
NR_024731.1 
e; 


Streptosp 


NR_024730.1 
rtial sequen 


spora. 
NR_024725.1 


; Micromonos 
NR_024724.1 


es; Streptom 


NR_024723.1 


Streptomycineae; 


Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Planomonospora 
7 Planomonospora 


osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Streptomyces 
7 Streptomyces 
ycineae; 


Streptomyces albulus 


2831928 2833415 Streptomyces albulus Bacteria; 
Streptomycetaceae; 


Streptomyces. 


260386 Bacteria_16S 2834513 2834464 42 91 gi|219856901|ref|NR_024722.1| Nocardia vinacea 
strain MK703-102F1 16S ribosomal RNA, partial sequence 2833466 2834941 Nocardia vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

260386 Bacteria_16S 2842147 2842098 42 91 gi|219856896|ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

260386 Bacteria_16S 2849834 2849785 42 91 gi| 219856891 |ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
260386 Bacteria_16S 2866879 2866818 30 91 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 
260386 Bacteria_16S 2891553 2891504 42 91 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
260386 Bacteria_16S 2899076 2899027 42 91 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 
260386 Bacteria_16S 2905220 2905171 42 91 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
260386 Bacteria_16S 2906726 2906677 42 91 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 

260386 Bacteria_16S 2928095 2928034 30 91 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

260386 Bacteria_16S 2932585 2932524 30 91 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

260386 Bacteria_16S 2935607 2935546 30 91 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
260386 Bacteria_16S 2938577 2938528 42 91 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 
260386 Bacteria_16S 2940096 2940047 42 91 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
260386 Bacteria_16S 2941617 2941568 42 91 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
260386 Bacteria_16S 2943133 2943084 42 91 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
260386 Bacteria_16S 2946235 2946186 42 91 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

260386 Bacteria_16S 2955218 2955169 42 91 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

260386 Bacteria_16S 2968854 2968805 42 91 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 
260386 Bacteria_16S 2970382 2970333 42 91 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
260386 Bacteria_16S 2978019 2977970 42 91 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
260386 Bacteria_16S 2979551 2979502 42 91 gi| 219846937 |ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
260386 Bacteria_16S 


2981086 2981037 42 


91 


gi 


219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
260386 Bacteria_16S 
strain 10.268-1 1 


260386 Bacteria_16S 


wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
260386 Bacteria_16S 
strain IFO 15059 


260386 Bacteria_16S 
tapeticola strain 


260386 Bacteria_16S 
fornicalis strain 
fornicalis Bacteria; 
260386 Bacteria_16S 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 


2985675 2985626 42 


2987197 2987148 42 


2988723 2988674 42 


3008519 3008470 42 


3010024 3009975 42 


Firmicutes; 
3013002 3012953 42 


91 


91 


91 


gi 


gi 


gi 


ccc Baja-95 Cl.2 16S ribosomal RNA, partial s 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Ha 


TV1018 16S ribosomal RNA, partial sequence 
Lactobacillales; 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 
260386 Bacteria_16S 


Marmoricola. 


3019009 3018960 42 


SPS-17 16S ribosomal RNA, partial sequence 


Thermus; Deinococci; 
260386 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
260386 Bacteria_16S 
strain RF-4 16S r 
Deinococcus-Thermus; 
260386 Bacteria_16S 
polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; 
260386 Bacteria_16S 
strain HKI 0136 1 


Thermales; Thermaceae; 
3020532 3020483 42 


Deinococci; Thermales; 
3022054 3022005 42 


ibosomal RNA, partial sequence 


Deinococci; Thermales; 
3023583 3023534 42 


3040311 3040262 42 


ribosomal RNA, partial sequence 


s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
Gordonia. 


219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846932 


219846931 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Actino: 


ref 


ref 


ref 


Actinomycetales; 


ref 


2980041 29815 
mycetales; 


NR_026528.1 
2 


NR_026525.1 


NR_026524.1 
298615 


NR_026523.1 


Streptomycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
Nocardiaceae; 


Nocardia. 
Rhodococcus 
6 2987629 Rhodococcus 


Corynebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 
Gordoniaceae; 


Skermania. 


91 gi|219846918|ref|NR_026510.1| Halospirulina 
equence 3007504 3008891 Halospirulina 
lospirulina. 
91 gi|219846917|ref|NR_026509.1| Lactobacillus 
3008942 3010362 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
91 gi|219846915|ref|NR_026507.1| Marmoricola 
3011945 3013441 Marmoricola 
Actinomycetales; Propionibacterineae; 
91 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus. 
91 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
3019481 3020955 Thermus antranikianii Bacteria; 
Thermaceae; Thermus. 
91 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
3021006 3022477 Thermus igniterrae Bacteria; 
Thermaceae; Thermus. 
91 gi|219846908|ref|NR_026500.1| Gordonia 
1 sequence 3022528 3023984 Gordonia 
eridae; Actinomycetales; Corynebacterineae; 
91 gi| 219846896 |ref|NR_026488.1| Gordonia alkanivorans 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


260386 Bacteria_16S 


tabacinasalis strain GF112B 16S ribosomal RNA, 
tabacinasalis Bacteria; 


260386 Bacteria_16S 
propionica strain 
Bacteria; 
260386 Bacteria_16S 
gifhornensis strain 


3047991 3047930 30 
Firmicutes; 


3081121 3081072 42 


3103626 3103577 42 
HR1- 


91 


91 


91 


gi 


partial 
Lactobacillales; Ae 


gi 


U-8 16S ribosomal RNA, partial sequen 


Proteobacteria; Deltaproteobacteria; Desulfur 


gi 


2 16S ribosomal RNA, partial se 


gifhornensis Bacteria; Actinobacteria; Actinobacteridae 


Micromonosporaceae; 
260386 Bacteria_16S 
strain ATCC 25470 16 


Actinobacteria; Actinoba 


260386 Bacteria_16S 
salinarius strain 
salinarius Bacteria; 
260386 Bacteria_16S 
deleyianum strain 


Campy lobacteraceae; 
260386 Bacteria_16S 


$G3903 


Spiril 
Sulfurospirillum 


Verrucosispora. 
3105142 3105093 42 
S ribosomal 


3130737 3130688 42 
Firmicutes; Clostridia; 


3138127 3138078 42 


Sulfurospirillum. 
3159542 3159493 42 


lum 5175 16S ribosomal 
deleyianum Bacteria; 


91 


91 


gi 


RNA, partial sequence 
cteridae; Actinomycetales; 


Stre 
gi 


16S ribosomal RNA, partial seq 


Halanaerob 


91 


91 


gi 


RNA, par 


gi 


arcachonense strain FIF6 16S ribosomal RNA, partial seq 
arcachonense Bacteria; Proteobacteria; Epsilonproteobac 


Sulfurospirillum. 
260386 Bacteria_16S 
strain DG-1 16S r 
Firmicutes; 
260386 Bacteria_16S 


3203574 3203525 42 


ibosomal RNA, partial sequence 
Clostridia; 


3212586 3212537 42 


91 


91 


gi 


3202501 32039 
Clostridiales; Veillonellaceae; 


6S ribosomal RNA, partial sequence 3039256 30407 


219846890 
sequence 


219846868 
ce 
ellales; 
219846853 
quence 


219846852 


219846835 
uence 

iales; 
219846830 


219846816 
uence 
teria; 


219846786 


gi 


219846780 


rococcaceae; 


30800 


31040 
ptomycineae; 


tial sequence 
Proteobacteria; Epsilonproteoba 


ref 


F 
ref 


ref 


Ww 


ref 
s 
ref 

3 


ref 


ref 


w 


ref 


3046902 30484 


33 3081558 Desul 
Desul 
102586 31040 
; Actinomyceta 


98 3105578 Strept 


129667 31310 
Halobac 


158497 31599 
Campylo 


Gordoniacea 
NR_026482.1 
0 
acklamia. 
NR_026460.1 
f 
furellaceae; 
NR_026445.1 
4 
les; Micromo 
NR_026444.1 


treptomyceta 
NR_026427.1 
4 
teroidaceae; 
NR_026422.1 

313708 


08.1 
2 


NR_0264 


bacterales; 


NR_026378.1 


ref 


cteria; 


45 Gordonia alkanivorans Bacteria; 
nebacterineae; 


e; Gordonia. 
Facklamia 
3 Facklamia 


Desulfurella 
urella propionica 
Desulfurella. 
Verrucosispora 
7 Verrucosispora 
nosporineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Halanaerobacter 

9 Halanaerobacter 
Halanaerobacter. 
Sulfurospirillum 

4 3138514 
Campylobacterales; 


Sulfurospirillum 
9 Sulfurospirillum 


Campylobacteraceae; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 
Sporomusa. 


NR_026372.1 


Helicobacter 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 


260386 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


260386 Bacteria_16S 
ain DSM 40004 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
260386 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 


strain DSM 43678 


Actinobacteria; Actinobacter 
260386 Bacteria_1 


strain DSM 43311 


Actinobacteria; Actinobacter 


Microtetraspora. 


260386 Bacteria_1 


strain DSM 43764 


Actinobacteria; Actinobacter 


Actinomadura. 


260386 Bacteria_1 


strain DSM 43067 


3229261 3229200 30 
ridia; Clostridiales; 
3236867 3236818 42 


Streptomyces. 
3250410 3250361 42 


6S 3251910 3251861 42 


6S 3253415 3253366 42 


6S 3254913 3254864 42 


91 


91 


91 


91 


91 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


260386 Bacteria_16S 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


260386 Bacteria_16S 


strain DSM 40297 


3256420 3256371 42 


Nocardiopsis. 
3257933 3257884 42 


91 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 


3259445 3259396 42 


91 


gi 


gi 


compl 


gi 


219846768 


16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Fami 


ly XIs 2 
219846763 
ete sequen 


219846754 


16S ribosomal RNA, partial sequence 3249381 32508 
idae; Actinomycetales; 


Streptosporang 


gi 


219846753 


16S ribosomal RNA, partial sequence 3250880 32523 
idae; Actinomycetales; 


Streptosporang 


gi 


219846752 


16S ribosomal RNA, partial sequence 3252379 32538 
idae; Actinomycetales; 


Streptosporang 


gi 


219846751 


16S ribosomal RNA, partial sequence 3253877 32553 


Streptosporang 


gi 


gi 


219846750 
sequence 
Actinomyc 


219846749 


16S ribosomal RNA, partial sequence 3256883 32583 


Streptosporang 


gi 


219846748 


strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 


dassonvillei subs 


3260955 3260906 42 
p- 


albiru 


91 


Streptosporang 


gi 


albirubida strain DSM 40465 16S ribos 
Nocardiopsis dassonvillei subsp. 


Actinomycetales; Streptosporangineae; Nocardiopsaceae; 


260386 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


260386 Bacteria_16S 
train AAP 16S ribosomal RNA, partial s 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


260386 Bacteria_16S 


strain DSM 44140 


3269957 3269908 42 
ribosomal RNA, 


3320226 3320165 30 
acteria; 


Proteobacteria; 


3321720 3321671 42 


91 


complete sequence 
etaproteobacteria; Burkholderiales; Leptothrix. 


91 


Gammaproteobacteria; 


91 


gi 


219846747 


Nocardiops 
219846741 


3268876 32703 


gi 


gi 


219846706 
equence 
Oc 


219846705 


16S ribosomal RNA, partial sequence 3320684 33221 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


260386 Bacteria_16S 
SM 43823 16S ribosomal RNA, partial sequ 
; Actinobacteria; Actinobacteridae; Ac 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


260386 Bacteria_16S 

43916 16S ribosomal RNA, partial sequence 33252 
acteria; Actinobacteridae; Actinomycet 
Dactylosporangium. 
260386 Bacteria_16S 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


roseum strain DSM 
Bacteria; Actinob 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


260386 Bacteria_16S 
43917 16S ribosomal RNA, partial sequence 33282 
acteria; Actinobacteridae; Actinomycet 


fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


260386 Bacteria_16S 


strain DSM 43040 


strain DSM 43039 


strain DSM 43151 


3324776 3324727 42 


e; Dactylosporangium. 
3326303 3326254 42 


3327824 3327775 42 


e; Dactylosporangium. 
3329343 3329294 42 


3330871 3330822 42 


3332399 3332350 42 


3333894 3333845 42 


3335388 3335339 42 


91 


91 


91 


91 


91 


91 


91 


91 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


219846702 
ence 
tinomyceta 


219846701 
al 


es; Micr 


219846700 
al sequenc 
219846699 


ales; Micr 


219846698 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


omonospori 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


omonospori 
219846696 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


omonospori 
219846695 


brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 


Actinomycet 


omal RNA, 
bida Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycet 


ref |NR_026360.1 


ref |NR_026355.1 
ce 3235806 323732 
ales; 
ref |NR_026346.1 
ineae; 
ref |NR_026345.1 
ineae; Streptos 
ref|NR_026344.1 


26 Actinomadura 
ineae; Thermomon 


ref |NR_026343.1 
21 Actinomadura 
ineae; Thermomon 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
partial sequen 


is. 


ref |NR_026333.1 


ref |NR_026298.1 

3319157 332063 
eanospirillales; 
ref |NR_026297.1 
eae; Gordoniacea 
ref |NR_026294.1 


3323723 332519 
les; Micromonosp 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ref|NR_026292.1 
e 3326771 332823 
ales; 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 
ref |NR_026290.1 


neae; Micromonos 
ref |NR_026289.1 


neae; Micromonos 
ref |NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref |NR_026287.1 

3334351 333579 


Anaerococcus octavius 


00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 
porangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


Micromonosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 


brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


260386 Bacteria_16S 
strain DSM 44183 


260386 Bacteria_16S 
parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 
260386 Bacteria_16S 
austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 
260386 Bacteria_16S 
DSM 803 16S ribos 


Micromonospora. 
260386 Bacteria_16S 
thailandense DSM 
Bacteria; Actinob 
Dactylosporangium. 
260386 Bacteria_16S 
inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 
260386 Bacteria_16S 
aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 
260386 Bacteria_16S 
halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 
260386 Bacteria_16S 
coerulea DSM 4314 


Micromonospora. 
260386 Bacteria_16S 
strain FB2 16S ri 
Proteobacteria; 
260386 Bacteria_16S 


longisporum strain DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


longisporum Bacte 
Streptosporangiaceae; 
260386 Bacteria_16S 

claviforme strain 
claviforme Bacter 
Streptosporangiaceae; 
260386 Bacteria_16S 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 


carneum Bacteria; 
Streptosporangiaceae; 
260386 Bacteria_16S 

album strain DSM 

Bacteria; Actinob 
Streptosporangium. 
260386 Bacteria_16S 
lacunarum strain 
lacunarum Bacteria; 
260386 Bacteria_16S 
saccharolyticum subsp. 


Halanaerobiales; 
260386 Bacteria_16S 
strain DSM 44015 

Bacteria; Actinob 
260386 Bacteria_16S 


marismortui strain ATCC 17056 16S ribosomal RNA, partia 


marismortui Bacte 
Chromohalobacter. 
260386 Bacteria_16S 


ria; 


strain ATCC 49336 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 


3336884 3336835 42 


3338393 3338344 42 


3339905 3339856 42 


3341429 3341380 42 


omal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


3342956 3342907 42 


3344475 3344426 42 


3346003 3345954 42 


3347529 3347480 42 


3349055 3349006 42 


3353668 3353607 30 


bosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


3367534 3367485 42 


Streptosporangium. 
3369034 3368985 42 


DSM 44127 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


Streptosporangium. 
3370530 3370481 42 


Streptosporangium. 
3372029 3371980 42 


3373541 3373492 42 


Clostridia; 
3376612 3376563 42 


senegalense strain DSM 7379 16S 
Halanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 


3381193 3381144 42 


3385825 3385764 30 
Proteobacteria; 


3387298 3387237 30 


91 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
91 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
91 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
91 
3340376 3341852 Micro 


91 
43158 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


91 
19 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycet 


91 


813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


91 


3171 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


91 


3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


91 


91 


91 


91 


43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


91 


DSM 6640 16S ribosomal RNA, partial sequence 
Firmicutes; 


Hal 
91 


gi|219846694 


219846693 
al sequenc 


gi 


219846692 
rtial sequ 
Actin 


gi 


gi|219846690 


219846689 
e 33419 
es; Micr 


gi 
al 


219846688 
33434 
Micr 


gi 
sequence 
ales; 
219846687 
e 33449 
al Micr 


gi 
es; 
219846686 


33464 
Micr 


gi 


ales; 

219846685 

33480 
Micr 


gi 


gi|219846682 
3352589 33540 
Halomonad 
219846672 
sequence 
Actinomyc 


gi 


219846671 
sequence 
Actinomyce 


gi 
partial 


gi|219846670 
inomycetal 
219846669 


nce 33709 
ales; 


gi 
gi|219846668 


anaerobi 
gi 


ales; 
219846666 
ribosomal 


Actinomycet 


Streptos 


Halobacteroidaceae; 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacter 
ref |NR_026285.1 
e 3337354 333881 
ales; 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; 


ref|NR_026282.1 


monospora rosar 


neae; Micromonos 


ref |NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 
ref |NR_026280.1 
omonosporineae; 
ref |NR_026279.1 
omonosporineae; 
ref |NR_026278.1 


omonosporineae Hi 


ref|NR_026277.1 


omonosporineae H 


ref|NR_026274.1 
aceae; Halomonas 
ref |NR_026264.1 

3366504 336795 
etales; Streptos 


ref|NR_026263.1 
3368004 336944 
tales; Streptos 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


ref|NR_026261.1 
99 3372445 Strept 
porangineae; 


ref |NR_026260.1 
3372496 337395 


ref 
RNA, 


NR_026258.1 
partial seq 


i 


i 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
3 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


Corynebacterineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Micromonospora 


22 3344899 Micromonospora inositola 


Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 


Micromonosporaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 


Micromonosporaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 


porangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Halanaerobacter 

0 Halanaerobacter 
Halanaerobacter. 
Halanaerobium 

uence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Halanaerobium. 


91 


complete sequence 


219846662 
33801 


gi 


ref|NR_026254.1 
49 3381618 Gordon 


ales; Corynebacterineae; G 

91 gi| 219846659 |ref|NR_026251.1 

1 sequence 3384746 338616 
Gammaproteobacteria; Oceanospirillales; Hal 
91 gi|219846658|ref|NR_026250.1 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Chromohalobacter 

8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 


3386219 3387691 Halomonas eurihalina Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


260386 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


260386 Bacteria_16S 
6S ribosomal RNA, partial sequence 3390715 33921 
obacteriales; Fusobacteriaceae; Propio 
260386 Bacteria_16S 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 


strain DSM 9537 1 
Fusobacteria; Fus 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


260386 Bacteria_16S 
in NCIMB 8614 16S ribosomal RNA, parti 
Gammaproteobacte 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


260386 Bacteria_16S 
ain NCIMB 1893 16S ribosomal RNA, part 
Gammaproteobact 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


260386 Bacteria_16S 
rain ATCC 
Pseudoalteromonas ca 
aceae; 
260386 Bacteria_16S 

aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


carrageenovora st 


Pseudoalteromonad 


aurantia Bacteria; 


Pseudoalteromonas 


260386 Bacteria_16S 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


260386 Bacteria_16S 
M 9236 16S ribosomal RNA, partial sequ 
Clostridiales; Veillo 


ruminis strain DS 
Bacteria; Firmicu 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


’ 


260386 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


1 


260386 Bacteria_16S 


strain DSM 43205 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
260386 Bacteria_16S 


strain DSM 4954 1 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


260386 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 


Streptomycetaceae; 


260386 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


’ 


260386 Bacteria_16S 
ATCC 43826 
Bacteria; Actinobacteria; Actinobacter 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


260386 Bacteria_16S 


eria; 


teria; 


tes; 
260386 Bacteria_16S 


3420477 3420428 42 91 


3421954 3421905 42 91 


Proteobacteria; 


3423439 3423390 42 91 


Proteobacteria; 


3424921 3424872 42 91 
12662 16S ribosomal 
rrageenovora Bacter 
Pseudoalteromonas. 


3426399 3426350 42 91 


3427880 3427831 42 91 


3445442 3445393 42 91 
Clostridia; 
3448498 3448449 42 91 
DSM 40445 16S ribosomal RNA, 


Streptomyces. 
3450065 3450016 42 
6S ribosomal RNA, 


91 
complete se 


3472964 3472915 42 91 


3474499 3474450 42 
16S ribosomal RNA, 


91 
complete s 


3476022 3475973 42 91 


3477548 3477499 42 91 


3485044 3484995 42 91 


3486611 3486562 42 91 


Streptomyces. 
3491239 3491190 42 
DSM 40221 


91 
16S ribosomal RNA, 


Streptomyces. 
3492777 3492728 42 91 
16S ribosomal RNA, 


Mycobacterium. 
3494324 3494275 42 


91 


gi 


Alteromo 


gi 


gi 


gi 


RNA, par 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


gi 


gi 


gi 


complete 
ia; Actinobacteria; Actinobacteridae; 


gi 
quence 


acteria; Actinobacteridae; Actinomycet 


gi 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
260386 Bacteria_16S 


gi 
equence 


gi 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
260386 Bacteria_16S 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 


gi 


gi 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
260386 Bacteria_16S 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


gi 
partial 


ia; Actinobacteria; Actinobacteridae; 


gi 
partial 


gi 


Stre 


nigenium. 

219846631 
ence 34194 
nadales; P 


219846630 
al sequenc 
ria; Alter 


219846629 
ial sequen 
eria; Alte 


219846628 
tial seque 


219846627 
equence 
Alteromon 


219846626 
equence 

; Alteromo 
219846613 
ence 34443 
nellaceae; 
219846611 
sequence 
Actinomyce 


219846610 
34490 
Stre 


ales; 


219846594 


nebacterin 
219846593 
34734 
nebacterin 
219846592 


nebacterin 
219846591 
al sequenc 
e; 


219846586 


ptomycinea 

219846585 
sequence 

Actinomyc 


219846582 
sequence 
Actinomyce 


219846581 
sequence 
idae; Acti 


e 


03 


44 


e 


Actinomycet 


219846580 


municipale strain DSM 44069 16S ribosomal RNA, partial sequence 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae 


; Thermocrispum. 


ref 
18 3420843 Pseudo 
oalteromonad 


seud 
ref 
omon 
ref 
ce 3422380 34238 
romo 
ref 
nce 
ref 
adal 
ref 
nada 
ref 
50 3445854 Succin 
Suc 
ref 
tale 
ref 
ptomycineae; 
ref 
93 Rhodococcus opacus Bacteria; 
eae; 
ref 
eae; 
ref 
47 Rhodococcus globerulus Bacteria; 


eae; 
ref 


ref 
99 Streptomyces galbus Bacteria; 


tale 
ref 
nomy 


ref 


NR_026223.1 


NR_026222.1 
3420894 342232 
adales; Pseu 


NR_026221.1 
1 
nadales; Pse 
NR_026220.1 


342386 


NR_026219.1 
3425334 342676 
es; Pseudoal 


NR_026218.1 
3426820 342824 
les; Pseudoa 


NR_026205.1 


ciniclasticu 
NR_026203.1 
3447437 344895 
s; Streptomy 


NR_026202.1 
3450520 Strept 
Str 


NR_026186.1 


Nocardiacea 
NR_026185.1 
3474924 Rhodoc 
Nocardiacea 
NR_026184.1 


Nocardiacea 
NR_026183.1 
3476498 347797 
ales; Coryne 


NR_026178.1 
treptomyceta 


4870 


es; Streptom 


cetales 


3390251 3390202 42 91 gi|219846652|ref|NR_026244.1| Meiothermus 
ain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
teria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

3391754 3391705 42 91 gi|219846651|ref|NR_026243.1| Propionigenium maris 


40 Propionigenium maris Bacteria; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Succiniclasticum 
iclasticum ruminis 
m. 

Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Rhodococcus opacus 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces galbus 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 
ycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


NR_026172.1 
3493260 349458 


Thermocrispum 
8 Thermocrispum 


260386 Bacteria_16S 3495704 3495655 42 91 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

260386 Bacteria_16S 3497240 3497191 42 91 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

260386 Bacteria_16S 3500231 3500182 42 91 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

260386 Bacteria_16S 3585531 3585482 42 91 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

260386 Bacteria_16S 3590178 3590129 42 91 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 3590619 Ideonella dechloratans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 

260386 Bacteria_16S 3608554 3608505 42 91 gi|219846500|ref|NR_026092.1| Mycobacterium 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

260386 Bacteria_16S 3614591 3614530 30 91 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 

260386 Bacteria_16S 3616126 3616077 42 91 gi| 219846495 |ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
260386 Bacteria_16S 3617637 3617588 42 91 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

260386 Bacteria_16S 3619055 3619006 42 91 gi|219846493|ref|NR_026085.1| Fusobacterium 
periodonticum strain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

260386 Bacteria_16S 3620436 3620387 42 91 gi|219846492|ref|NR_026084.1| Fusobacterium 
nucleatum subsp. animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 


Fusobacterium nucleatum subsp. animalis 


Fusobacteriaceae; Fusobacterium. 


Bacteria; 


Fusobacteria; 


Fusobacteriales; 


260386 Bacteria_16S 3621817 3621768 42 91 gi|219846491|ref|NR_026083.1| Fusobacterium 
nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
nucleatum subsp. fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
260386 Bacteria_16S 3623266 3623217 42 91 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

260386 Bacteria_16S 3624767 3624718 42 91 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
260386 Bacteria_16S 3626312 3626263 42 91 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

260386 Bacteria_16S 3635563 3635514 42 91 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
260386 Bacteria_16S 3637057 3637008 42 91 gi| 219846481 |ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

260386 Bacteria_16S 3638596 3638547 42 91 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

260386 Bacteria_16S 3640148 3640099 42 91 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

260386 Bacteria_16S 3647752 3647703 42 91 gi|219846473|ref|NR_026065.1| Helicobacter salomonis 
strain Inkinen 16S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter salomonis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

260386 Bacteria_16S 3664650 3664601 42 91 gi|219846462|ref|NR_026054.1| Mycobacterium 


bohemicum strain DSM 44277 16S ribosomal RNA, partial seq 


uence 3663577 366509 


2 Mycobacterium 


bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 

260386 Bacteria_16S 3676831 3676782 42 
congolense strain 
congolense Bacteria; 
260386 Bacteria_16S 


Firmicutes; 
3679922 3679873 42 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 


Rickettsia; spotted fever group. 
260386 Bacteria_16S 3697921 3697872 42 


strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


260386 Bacteria_16S 3712994 3712945 42 


91 


SEBR 4224 16S ribosomal RNA, partial 


Clostridia; Halanaerobiales; 


91 


91 


91 


219846453 
sequence 


gi 


gi|219846451 


gi| 219846438 


gi|219846428 


Rickettsiales; 


Helicobacteraceae; 


ref|NR_026044.1 


ref|NR_026042.1 


ref|NR_026029.1 


ref|NR_026019.1 


Halanaerobium 


3675717 3677244 Halanaerobium 
Halanaerobiaceae; Halanaerobium. 


Rickettsia 


3678896 3680323 Rickettsia 
Rickettsiaceae; 


Rickettsieae; 


Helicobacter trogontum 


trogontum Bacteria; 
Helicobacter. 


Actinoplanes 


auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 


260386 Bacteria_16S 3714455 3714406 42 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 
260386 Bacteria_16S 3721997 3721948 42 
hassiacum strain 


Mycobacterium. 


260386 Bacteria_16S 3725049 3725000 42 


verrucosospora strain A-184 16S ribosomal RNA, 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3726511 3726462 42 


Thermomonosporaceae; 
260386 Bacteria_16S 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3727963 3727914 42 


Thermomonosporaceae; 
260386 Bacteria_16S 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
260386 Bacteria_16S 
luteofluorescens 
luteofluorescens 
Thermomonosporaceae; 
260386 Bacteria_16S 
libanotica strain 


3729417 3729368 42 


Actinomadura. 
3730875 3730826 42 


Actinocorallia. 
3732331 3732282 42 


Thermomonosporaceae; 
260386 Bacteria_16S 
strain IFO 14679 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

260386 Bacteria_16S 3733792 3733743 42 91 gi|219846412|ref|NR_026003.1 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 373419 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Thermomonosporaceae; Actinomadura. 

260386 Bacteria_16S 3735251 3735202 42 91 gi|219846411|ref|NR_026002.1 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 373565 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Microbispora. 

260386 Bacteria_16S 3736710 3736661 42 91 gi|219846410|ref|NR_026001.1 


strain IFO 14097 


260386 Bacteria_16S 
strain IFO 14525 


3738170 3738121 42 


260386 Bacteria_16S 
strain IFO 14345 


3739634 3739585 42 


260386 Bacteria_16S 
niveoalba strain 


3741099 3741050 42 


Microtetraspora. 
260386 Bacteria_16S 


3742563 3742514 42 


strain T/457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


IFO 14095 16S ribosomal RNA, 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 


91 


91 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


91 


91 


91 


strain 04745 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


91 


91 


16S ribosomal RNA, partial sequence 3731323 37327 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


gi|219846427 


219846420 
37209 


gi 


219846418 
sequence 


gi 
partial 


gi|219846417 


219846416 


gi 


219846415 
sequence 


gi 


219846414 
sequence 


gi 
partial 


gi|219846413 


Streptosporang 
gi| 219846409 


Streptosporang 
gi|219846408 


Streptosporang 
gi|219846407 

37400 

Stre 


Micromonosporineae; 


Actinomycetales; 


sequence 3725501 372690 


Actinomycetales; 


Streptosporangineae; 


Actinomycetales; 


Actinomycetales; 


NR_026018.1 


ref|NR_026011.1 


ref|NR_026009.1 
3724040 372545 


ref|NR_026008.1 


ref |NR_026007.1 
59 Actinomadura 


ref|NR_026006.1 
3728410 372981 


ref|NR_026005.1 
3729869 373127 


ref|NR_026004.1 


ineae; Streptosp 
ref|NR_026000.1 


ineae; Streptosp 
ref|NR_025999.1 


ineae; Streptosp 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


gi| 219846406 


Streptosporang 


Micromonosporaceae; 


Actinoplanes 


3713443 3714853 Actinoplanes 
Actinomycetales; Micromonosporineae; 


Mycobacterium 


52 3722442 Mycobacterium hassiacum 
Corynebacterineae; Mycobacteriaceae; 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


Actinomadura 
6 Actinomadura 


Streptosporangineae; 


Actinomadura macra 


macra Bacteria; 
Thermomonosporaceae; 


Actinomadura 
8 Actinomadura 


Streptosporangineae; 


Actinocorallia 
2 Actinocorallia 


Streptosporangineae; 


Actinomadura coerulea 


31 Actinomadura coerulea Bacteria; 


osporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


Microbispora rosea 
5 Microbispora rosea 


osporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


ref|NR_025997.1 


ineae; Streptosp' 


Microtetraspora fusca 


3741557 3742969 Microtetraspora fusca Bacteria; 


orangiaceae; 


260386 Bacteria_16S 


strain IFO 14094 
Actinobacteria; A 


260386 Bacteria_16S 


strain 104 16S r 
Actinobacteria; A 


260386 Bacteria_16S 


strain IFO 13155 
Actinobacteria; A 


260386 Bacteria_16S 


3744024 3743975 42 91 gi 
Stre 
gi 


ctinobacteridae; Actinomycetales; 
3745492 3745443 42 91 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3746951 3746902 42 91 


Stre 
gi 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3748414 3748365 42 91 


219846405 


16S ribosomal RNA, partial sequence 3743020 37444 


ptosporang 
219846404 


3744485 37458 


ptosporang 
219846403 


16S ribosomal RNA, partial sequence 3745947 37473 


ptosporang 
219846402 


strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 37488 


Actinobacteria; A 


260386 Bacteria_16S 


strain RB 16S rib 
Proteobacteria; A 
fever group. 


260386 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


260386 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


260386 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


260386 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


260386 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


260386 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


260386 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


260386 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


260386 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


260386 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


260386 Bacteria_16S 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 


260386 Bacteria_16S 


strain ATCC VR-61 
Bacteria; Proteob 
spotted fever gro 


260386 Bacteria_16S 


strain Mtul 16S r 
Proteobacteria; A 
fever group. 


260386 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


260386 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


260386 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


260386 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


260386 Bacteria_16S 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3781642 3781593 42 91 
osomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ric 


3802675 3802626 42 91 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3808729 3808680 42 91 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3818014 3817965 42 91 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3819537 3819488 42 91 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3821071 3821022 42 91 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


gi 


3822599 3822550 42 91 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3827181 3827132 42 91 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3828740 3828691 42 91 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3836122 3836061 30 91 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3837653 3837592 30 91 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3846786 3846737 42 91 gi 
in 3-7-6 16S ribosomal RNA, complete s 
eria; Proteobacteria; Alphaproteobacte 
ed fever group. 
3848276 3848227 42 91 gi 
1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Ricketts 
up. 


gi 


3849766 3849717 42 91 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ric 


gi 


3854326 3854277 42 91 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3863433 3863372 30 91 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3864952 3864891 30 91 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3869494 3869445 42 91 gi 
in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 
3871005 3870956 42 91 gi 


gi 


ptosporang 
219846376 


3780594 37820 


kettsiacea 


219846361 


3801626 38030 


Ss; Helicob 
219846357 
ence 38076 
obacterale 
219846351 
38169 
obacterale 
219846350 


3818485 38199 


s; Helicob 
219846349 
rtial sequ 
eria; Camp 


219846348 


3821543 38230 


s; Helicob 
219846345 


3826129 38276 


s; Helicob 
219846344 
38276 
cteriales; 
219846338 


3835060 38365 


Halomonad 
219846337 


3836584 38380 


Halomonad 
219846331 
equence 

ria; Ricke 


219846330 
38472 
iales; Ric 


219846329 


3848728 38501 


kettsiacea 


219846326 


3853246 38547 


ptothrix. 
219846320 


3862330 38638 


e; Rikenel 
219846319 
38638 
e; Alistip 
219846316 
nce 38684 
obacterale 
219846315 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 


ref|NR_025996.1 


inea 
ref 


e; Streptosp 
NR_025995.1 


inea 
ref 


e; Streptosp 
NR_025994.1 


inea 
ref 


e; Streptosp 
NR_025993.1 


inea 
ref 


e; Streptosp 
NR_025967.1 


e; Rickettsieae; 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref |NR_025940.1 
ence 382000 
ylobacterales; H 


ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref |NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref |NR_025928.1 


acea 
ref 


e; Halomona 
NR_025927.1 


aceae; Halomona 
ref|NR_025921.1 

3845748 384718 
ttsiales; Ricket 


ref |NR_025920.1 
38 3848677 Ricket 
kettsiaceae; Ric 


ref |NR_025919.1 


e; Rickettsieae; 


ref |NR_025916.1 


ref|NR_025910.1 
la. 
ref|NR_025909.1 
52 3865319 Alisti 
es. 
ref|NR_025906.1 
19 3869879 Arcoba 
s; Campylobacter 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae ; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 
Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
s. 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
s. 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Arcobacter 
cter nitrofigilis 
aceae; Arcobacter. 


ref|NR_025905.1 
3869930 387139 


Arcobacter 
1 Arcobacter 


cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Arcobacter. 
260386 Bacteria_ 


strain YT-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


260386 Bacteria_ 


muriaticus strain X-1 16S ribosomal RNA, partial sequence 
Firmicutes; 


Bacteria; 
260386 Bacteria_ 


strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 39022 


16S 3878731 3878682 42 
Deinococci; 
16S 3897427 3897366 30 
Lactobacillales; 


16S 3901830 3901781 42 


Thermales; 


91 


Thermaceae; Thermus. 


91 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 
260386 Bacteria_ 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporaceae; 


260386 Bacteria_ 


strain ATCC 19812 


16S 3918304 3918255 42 


Spirilliplanes. 
3919858 3919809 42 
16S ribosomal RNA, 


16S 


91 


rain YU 127-1 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


91 


complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 
strain ATCC 25495 
Bacteria; Actinob 


Streptomyces. 


260386 Bacteria_16S 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae; 
260386 Bacteria_16S 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; 
260386 Bacteria_16S 
diastatochromogen 
diastatochromogen 
Streptomycetaceae; 
260386 Bacteria_16S 
acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae; 
260386 Bacteria_16S 


strain RL-34 16S 


3921439 3921390 42 
16S ribosomal RNA, 


3923020 3922971 42 


Streptomyces. 
3924600 3924551 42 


Streptomyces. 
3926181 3926132 42 


Streptomyces. 
3927761 3927712 42 


Streptomyces. 
3929342 3929293 42 


n ATCC 14975 16S ribosomal RNA, 


in RL-110 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 


91 


complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


ria; Actinobacteria; Actinobacteridae; 


91 gi| 219846279 |ref 
complete 

Actinomycetal 

91 gi|219846278|ref 


ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 


91 


es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


911: gi|219846276|ref 

complete sequence 
Actinomyceta 

91 gi|219846275|ref 


ribosomal RNA, complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 
strain Karp 16S r 


strain ATH 2.2.1 


Proteobacteria; B 
260386 Bacteria_16S 


strain CL-SP19 16 


Proteobacteria; G 
260386 Bacteria_16S 


strain R22 16S ri 


Proteobacteria; G 
260386 Bacteria_16S 


strain NRRL B-163 


Bacteria; Actinob 
260386 Bacteria_16S 


strain NRRL B-161 


Bacteria; Actinob 
260386 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


260386 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


260386 Bacteria_16S 


strain JC2056 16S 


3935280 3935231 42 


3961890 3961841 42 


3983802 3983753 42 


4010679 4010630 42 


4031917 4031868 42 


4033467 4033418 42 


4035021 4034972 42 


Glycomyces. 
4039497 4039448 42 


Mycobacterium. 
4050110 4050061 42 


4051541 4051492 42 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
260386 Bacteria_16S 


bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; 


27 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


53 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


91 


91 


16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Rubrivivax. 


91 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; 


91 


91 


91 


91 


ain NRRL B-16149 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


91 


LTA-388 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


91 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterinea 
260386 Bacteria_16S 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 


91 


sequence 


sequence 


219846310|ref 


gi 


NR_025900.1 


Thermus aquaticus 


3877677 3879146 Thermus aquaticus Bacteria; 


219846297 |ref 


gi 


219846294 |ref 


gi 


219846282 |ref 


gi 


219846281 |ref 


gi 


219846280|ref 


gi 


complete sequence 


219846277 
complete 


gi ref 


3928271 3929800 Streptomyces 


Streptomycineae; S 
gi|219846270|ref 


3896331 3897842 Tetra 
Enterococcaceae; Tetragenococcus. 


68 Herbidospora 


Streptosporangineae; 


sequence 3917267 391873 
Actinomycetales; 


3918787 3920316 Strep 
Streptomycineae; Streptomycetaceae; 


Streptomycineae; 


sequence 3921948 392347 


Actinomycetales; 


sequence 392511 


3926691 392822 


NR_025887.1 


NR_025884.1 


NR_025872.1 


NR_025871.1 


NR_025870.1 


NR_025869.1 
es; 
NR_025868.1 

392352 


NR_025867.1 


NR_025866.1 
les; Strepto: 
NR_025865.1 


treptomyceta 
NR_025860.1 


Tetragenococcus 


genococcus muriaticus 


Herbidospora cretacea 


cretacea Bacteria; 
Streptosporangiaceae; 


Spirilliplanes 
6 Spirilliplanes 


Micromonosporineae; 


Streptomyces tendae 


tomyces tendae Bacteria; 


Streptomyces. 
Streptomyces sampsonii 


3920367 3921897 Streptomyces sampsonii 
Streptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Orientia tsutsugamushi 


3934247 3935705 Orientia tsutsugamushi Bacteria; 


219846251 |ref 


gi 


219846236|ref 


gi 


NR_025841.1 


NR_025826.1 


Orientia. 
Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Idiomarina seosinensis 


3982735 3984197 Idiomarina seosinensis Bacteria; 


219846216|ref 


gi 


Idiomarina. 
NR_025806.1 


Idiomarina ramblicola 


4009610 4011068 Idiomarina ramblicola Bacteria; 


gi|219846202|ref 
Glycomyc 
gi|219846201|ref 
Glycomyc 
gi|219846200|ref 
Actinomycet 


219846197 |ref 


gi 
Actinomycetale 


219846187 |ref 


gi 


4038441 403994 


Idiomarina. 
NR_025792.1 


ineae; Glyco: 
NR_025791.1 


ineae; Glyco 
NR_025790.1 

403395 
ales; Glycom 
NR_025787.1 


s; Corynebac 


NR_025777.1 


Glycomyces algeriensis 


4030856 4032350 Glycomyces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


4032401 4033899 Glycomyces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 
ycineae; 


Glycomyces. 


Mycobacterium 
7 Mycobacterium 
terineae; 


Nocardioides aestuarii 


4049074 4050453 Nocardioides aestuarii Bacteria; 


e; Nocardioi 


219846186 |ref 


gi 


daceae; Nocardioides. 


NR_025776.1 


Nocardioides 


4050504 4051877 Nocardioides 


ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

260386 Bacteria_16S 4053013 4052964 42 91 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


260386 Bacteria_16S 4056017 4055956 30 91 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

260386 Bacteria_16S 4062014 4061965 42 91 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 


strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
260386 Bacteria_16S 4063542 4063493 42 91 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
260386 Bacteria_16S 4074149 4074100 42 91 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
260386 Bacteria_16S 4075638 4075589 42 91 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


260386 Bacteria_16S 4110356 4110307 42 91 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
260386 Bacteria_16S 4111922 4111873 42 91 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
260386 Bacteria_16S 4116375 4116326 42 91 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

260386 Bacteria_16S 4127125 4127076 42 91 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
260386 Bacteria_16S 4182552 4182503 42 91 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 


260386 Bacteria_16S 4190132 4190083 42 91 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 
260386 Bacteria_16S 4202093 4202044 42 91 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
260386 Bacteria_16S 4203591 4203542 42 91 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
260386 Bacteria_16S 4205139 4205090 42 91 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
260386 Bacteria_16S 4209697 4209636 30 91 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
260386 Bacteria_16S 4211198 4211149 42 91 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
260386 Bacteria_16S 4214279 4214230 42 91 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
260386 Bacteria_16S 4215834 4215785 42 91 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
260386 Bacteria_16S 4217361 4217312 42 91 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 


rs 


260386 Bacteria_16S 4218845 4218796 42 91 gi 
nitritigenes strain L 46 16S ribosomal RNA, partial seq 


219846062 
uence 


ref |NR_025652.1 
4217823 421929 


Actinomadura 
1 Actinomadura 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

260386 Bacteria_16S 4234004 4233955 42 91 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
260386 Bacteria_16S 1125576 1125516 30 90 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 


strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 


11259 


35 Cryomorpha ignava Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

260386 Bacteria_16S 2511133 2511089 42 86 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

260386 Bacteria_16S 717565 717479 7 91 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

260386 Bacteria_16S 970632 970554 15 91 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

260386 Bacteria_16S 1034864 1034786 15 91 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

260386 Bacteria_16S 1157231 1157168 28 91 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

260386 Bacteria_16S 1912432 1912354 15 91 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

260386 Bacteria_16S 2290090 2290012 15 91 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

260386 Bacteria_16S 2336773 2336735 53 91 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

260386 Bacteria_16S 2470489 2470442 44 91 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioalkalivibrio nitratis 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
260386 Bacteria_16S 2594554 2594505 42 91 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
260386 Bacteria_16S 2783217 2783170 42 89 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

260386 Bacteria_16S 3050987 3050909 15 91 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

260386 Bacteria_16S 3109567 3109532 53 88 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 
strain N1 16S ribosomal RNA, complete sequence 3108566 3109980 Rhodovulum iodosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

260386 Bacteria_16S 214120 214059 30 91 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

260386 Bacteria_16S 814640 814602 53 91 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
260386 Bacteria_16S 972156 972118 53 91 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
260386 Bacteria_16S 1164813 1164775 53 91 gi|228720667|ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

260386 Bacteria_16S 1205704 1205666 53 91 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

260386 Bacteria_16S 1246492 1246454 53 91 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 


strain 13.4 16S ribosomal RNA, partial sequence 


1245479 1246880 Amycolatopsis rubida Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


260386 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; 


strain USDA 9030 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
260386 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


hyointestinalis s 


Campylobacterales 


Coriobacteridae; 
260386 Bacteria_16S 


1290010 1289972 53 
6S ribosomal RNA, 


1503701 1503667 57 


2160686 2160636 42 


in PA 51 16S ribosomal RNA, partial sequence 


91 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
91 gi|219846475|ref|NR_026067.1| Rhizobium tropici 
16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
aceae; Rhizobium/Agrobacterium group; Rhizobium. 
91 gi|219857628|ref|NR_025217.1| Swaminathania 
2159648 2161102 Swaminathania 


eria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
260386 Bacteria_16S 2526229 2526191 53 91 gi|219857360|ref|NR_024948.1| Campylobacter 
ubsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 
Campylobacter hyointestinalis subsp. lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
; Campylobacteraceae; Campylobacter. 
260386 Bacteria_16S 4232472 4232434 53 91 gi| 219846047 |ref|NR_025637.1| Leisingera 


methylohalidivora 
methylohalidivora 
Leisingera. 


260386 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


260386 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


260386 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


260386 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


260386 Bacteria_16S 


strain 653 16S ri 
Firmicutes; Clost 


260386 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


260386 Bacteria_16S 


flavescens strain 
Bacteria; Actinob 
Microbacterium. 


260386 Bacteria_16S 


brennaborense str 
brennaborense Bac 


260386 Bacteria_16S 


ns strain MB2 16S ribosomal RNA, parti 


al sequenc 


e 4231451 42328 


8 


1 Leisingera 


ns Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

11413 11364 42 91 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
rain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

17585 17536 42 91 gi| 265679052 |ref|NR_029360.1| Lactobacillus perolens 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

23749 23700 42 91 gi| 265679048 |ref|NR_029356.1| Clostridium 
in 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

25340 25291 42 91 gi| 265679047 |ref|NR_029355.1| Clostridium 
rain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

26809 26760 42 91 gi|265679046|ref|NR_029354.1| Clostridium roseum 
bosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

31442 31393 42 91 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

32962 32913 42 91 gi| 265679042 |ref|NR_029350.1| Microbacterium 

401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

35878 35829 42 91 gi|265679040|ref|NR_029348.1| Treponema 
ain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
teria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

40278 40229 42 91 gi|265679037|ref|NR_029345.1| Staphylococcus 


lococcus condimenti 


Vibrio pectenicida 
pectenicida Bacteria; 


Actinobaculum schaalii 
schaalii Bacteria; 

ae; Actinobaculum. 
Desulfovibrio 

ovibrio alaskensis 
aceae; Desulfovibrio. 
Enterococcus asini 


asini Bacteria; 


Desulfotomaculum 
Desulfotomaculum 

; Desulfotomaculum. 
Holdemania filiformis 


Holdemania filiformis Bacteria; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 


condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

260386 Bacteria_16S 41876 41827 42 91 gi|265679036|ref|NR_029344.1 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

260386 Bacteria_16S 49426 49377 42 91 gi|265679031|ref|NR_029339.1 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
260386 Bacteria_16S 50982 50933 42 91 gi|265679030|ref|NR_029338.1 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
260386 Bacteria_16S 52593 52544 42 91 gi|265679029|ref|NR_029337.1 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

260386 Bacteria_16S 54201 54152 42 91 gi|265679028|ref|NR_029336.1 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae 
260386 Bacteria_16S 55631 55582 42 91 gi| 265679027 |ref|NR_029335.1 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 
260386 Bacteria_16S 66212 66163 42 91 gi|265679020|ref|NR_029328.1 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
260386 Bacteria_16S 69237 69188 42 91 gi|265679018|ref|NR_029326.1 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 


Corynebacterium 
Corynebacterium 


camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


260386 Bacteria_16S 


strain 58/1971 16 
Firmicutes; Bacil 


260386 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


260386 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


260386 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


260386 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


260386 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


260386 Bacteria_16S 
t8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


wiegelii strain R 
Bacteria; Firmicu 


260386 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


strain BR 16S rib 
Spirochaetes; Spi 


260386 Bacteria_16S 


ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 


81087 81038 42 91 gi|265679010|ref|NR_029318.1| Listeria innocua 
S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
lales; Listeriaceae; Listeria. 

93147 93098 42 91 gi|265679001|ref|NR_029309.1| Geovibrio 
ain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

94767 94718 42 91 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
bosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

96353 96304 42 91 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
n Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

100945 100896 42 91 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
ibosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
lales; Bacillaceae; Halobacillus. 

102511 102462 42 91 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

105553 105504 42 91 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 


tes; Clostridia; 
110022 109973 42 


RNA, partial sequence 


111571 111522 42 
osomal 
rochaetales; 
117832 117783 42 
cTc 791 


e; Corynebacterium. 


260386 Bacteria_16S 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Promicromonosporaceae; Cellulosimicrobium. 
260386 Bacteria_16S 
strain 136 16S ribosomal RNA, partial sequence 


119353 119304 42 


120854 120805 42 


RNA, partial sequence 
Spirochaetaceae; 


91 


108968 110448 Kocuria varians Bacte 
Actinomycetales; Micrococcineae; Micrococcaceae; 
260386 Bacteria_16S 


91 


91 


0 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomyceta 


91 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 


strain CE40 16S r 


123942 123893 42 


ibosomal RNA, partial sequence 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 
in NSP M-1 16S ribosomal RNA, 
eria; Nitrospirae; Nitrospirales; Nitrospiraceae; 
260386 Bacteria_16S 
7B 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
260386 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


strain Prevot 247 


strain R-10 16S r 
Bacteroidetes; Sp 


260386 Bacteria_16S 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


Bacteria; Actinob 
Arthrobacter. 


260386 Bacteria_16S 


gerencseriae stra 


Actinomycetaceae; 


260386 Bacteria_16S 
strain 27 16S ribosomal RNA, partial sequence 


125420 125371 42 


126993 126944 42 


133043 132994 42 
ibosomal RNA, 
hingobacteria; 
134613 134564 42 


136101 136052 42 


Actinomyces. 
137559 137510 42 


91 


91 


91 


complete sequence 
Sphingobacteriales; Rhodothermaceae; 


91 


91 


in 2-606-032 16S ribosomal RNA, partial sequence 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 


strain ST26 16S r 


139118 139069 42 


ibosomal RNA, partial sequence 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 


strain ST50 16S r 


140647 140598 42 


ibosomal RNA, partial sequence 


91 


Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 


145165 145116 42 


91 


strain 55134 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Treponema. 


partial 


sequence 


10448 
s; Thermoanaer 
gi| 265678989 |ref 
Ko 
gi| 265678988 |ref 
110499 11199 
265678984 |ref 

1 
les; 


gi 


265678983 |ref 


1 


gi 


gi| 265678982 |ref 
119823 12132 
Micrococcineae; Ce 
gi|265678980|ref 
122905 12429 
Micrococcineae; Ce 
gi| 265678979 |ref 
sequence 
Ni 
265678978 |ref 


12591 


gi 


Ac 
gi| 265678974 |ref 


131953 13349 


265678973 
13354 
Micrococ 


gi ref 


265678972 |ref 


gi 
Actinomyceta 


gi| 265678971 
136495 13800 
Micrococcineae; Ce 
gi|265678970|ref 
138055 13953 
Micrococcineae; Sa 
gi| 265678969 |ref 
139582 14105 
Micrococcineae; 


ref 


Sa 


6 105949 Thermo 


16781 11827 


18321 11977 


2 Cellulomonas 


8 Cellulomonas 


124349 12586 


8 127358 Actino 


5 Rhodothermus 


6 135015 Arthro 


135066 13644 


1 Sanguibacter 


8 Sanguibacter 


obacteraceae 
NR_029297.1 


curia. 
NR_029296.1 


NR_029292.1 
0 
Corynebacte 


NR_029291.1 
2 
3 Micrococci 
NR_029290.1 


1llulomonadac 
NR_029288.1 


1llulomonadac 
NR_029287.1 
7 
trospira. 
NR_029286.1 


tinomycetace 
NR_029282.1 


Rhodothermus 
NR_029281.1 


cineae; Micr 
NR_029280.1 


4 
les; Actinom 
NR_029279.1 


1llulomonadac 
NR_029278.1 


nguibacterac 
NR_029277.1 


nguibacterac 


gi| 265678966 |ref 


anaerobacter wiegelii 

; Thermoanaerobacter. 
Kocuria varians strain 

ria; Actinobacteria; 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Corynebacterium 
Corynebacterium 
rineae; 


Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Nitrospira 
Nitrospira 


Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Rhodothermus marinus 


marinus Bacteria; 


Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Actinomyces 
Actinomyces 


ycineae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 


NR_029274.1 


Jonesia denitrificans 


144082 145595 Jonesia denitrificans Bacteria; 


Micrococcineae; Jo 


nesiaceae; J 


onesia. 


260386 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 


260386 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


260386 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


260386 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


260386 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


260386 Bacteria_16S 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


260386 Bacteria_16S 


helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 


260386 Bacteria_16S 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


260386 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


260386 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


260386 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


260386 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


260386 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


260386 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


260386 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


260386 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


260386 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


260386 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


260386 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


260386 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


260386 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


260386 Bacteria_16S 


collagenovorans s 
collagenovorans B 


260386 Bacteria_16S 


148073 148024 42 91 gi 
n Ra 333 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 

151141 151092 42 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
152695 152646 42 91 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
154249 154200 42 91 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
155815 155766 42 91 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
158913 158864 42 91 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
160432 160383 42 91 gi 
SM 20419 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


91 gi 


’ 


’ 


163370 163321 42 91 gi 
n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


164989 164940 42 91 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
166554 166505 42 91 gi 
ridia; Clostridiales; Clostridiaceae; 
168140 168091 42 91 gi 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
169664 169615 42 91 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
171140 171091 42 91 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
172650 172601 42 91 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
174158 174109 42 91 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
175666 175617 42 91 


gi 


Vibri 
gi 


Vibri 
gi 


Vibri 
gi 
gi 


ammaproteobacteria; Vibrionales; Vibri 
177152 177103 42 91 gi 


L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
181634 181585 42 91 gi 


ain CG 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
183170 183121 42 91 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
184737 184688 42 91 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
186307 186258 42 91 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
187856 187807 42 91 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 


gi 


gi 


6S ribosomal RNA, partial sequence 165488 16699 


167046 168502 Vibri 


173054 174520 Vibri 


6S ribosomal RNA, partial sequence 174571 17599 


183663 185179 Clost 


189408 189359 42 91 gi 


aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 


aminovalericum Ba 


cteria; Firmicutes; Clostridia; Clostr 


265678964 |ref|NR_029272.1| Kineococcus 
quence 147044 148460 Kineococcus 
Actinomycetales; Kineosporiineae; 
265678962|ref|NR_029270.1| Clostridium litorale 
150066 151566 Clostridium litorale Bacteria; 
Clostridium. 
265678961|ref|NR_029269.1| Clostridium 
ce 151617 153137 Clostridium propionicum 
idiaceae; Clostridium. 
265678960|ref|NR_029268.1| Oxobacter pfennigii 
153188 154677 Oxobacter pfennigii Bacteria; 
Oxobacter. 
265678959|ref|NR_029267.1| Clostridium 
uence 154728 156242 Clostridium 
idiales; Clostridiaceae; Clostridium. 
265678957|ref|NR_029265.1| Microbacterium 
sequence 157869 159336 Microbacterium 
Actinomycetales; Micrococcineae; 
265678956|ref|NR_029264.1| Pseudoclavibacter 
quence 159387 160848 Pseudoclavibacter 
tinomycetales; Micrococcineae; Microbacteriaceae; 
265678954|ref|NR_029262.1| Brevibacterium 
ence 162334 163815 Brevibacterium epidermidis 
ales; Micrococcineae; Brevibacteriaceae; 
265678953|ref|NR_029261.1| Lactobacillus 
sequence 163866 165437 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
265678952|ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 
Clostridium. 
265678951|ref|NR_029259.1| Vibrio mimicus strain 
o mimicus Bacteria; Proteobacteria; 
265678950|ref|NR_029258.1| Vibrio metschnikovii 
168553 169985 Vibrio metschnikovii Bacteria; 
onaceae; Vibrio. 
265678949|ref|NR_029257.1| Vibrio mediterranei 
170036 171505 Vibrio mediterranei Bacteria; 
onaceae; Vibrio. 
265678948 | ref |NR_029256.1| Vibrio gazogenes 
171556 173003 Vibrio gazogenes Bacteria; 
onaceae; Vibrio. 
265678947|ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 
rio. 
265678946|ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 
onaceae; Vibrio. 
265678945 |ref|NR_029253.1| Photobacterium 
e 176048 177513 Photobacterium leiognathi 
les; Vibrionaceae; Photobacterium. 
265678942|ref|NR_029250.1| Clostridium 
ence 180574 182073 Clostridium proteolyticum 
idiaceae; Clostridium. 
265678941|ref|NR_029249.1| Clostridium irregulare 
182124 183612 Clostridium irregulare Bacteria; 
Clostridium. 
265678940|ref|NR_029248.1| Clostridium nexile DSM 
ridium nexile DSM 1787 Bacteria; 
Clostridium. 
265678939|ref|NR_029247.1| Clostridium ramosum 
185230 186748 Clostridium ramosum Bacteria; 
elotrichaceae. 
265678938|ref|NR_029246.1| Clostridium 
quence 186799 188298 Clostridium 
ridiales; Clostridiaceae; Clostridium. 
265678937|ref|NR_029245.1| Clostridium 
idiales; Clostridiaceae; Clostridium. 


260386 Bacteria_ 


chartatabidum str 
chartatabidum Bac 


260386 Bacteria_ 
argentinense stra 
argentinense Bact 


260386 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


260386 Bacteria_16S 


strain IP 2227 16 
Firmicutes; 


kaustophilus stra 
kaustophilus Bact 


260386 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
224757 224708 42 
16S ribosomal RNA, partial sequence 223682 22507 


strain 40 16S rib 
Proteobacteria; G 


260386 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


260386 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; 


strain JW/AS-Y6 1 
Firmicutes; 


polysaccharolytic 
Thermoanaerobacte 


strain W 1471 16S 
Firmicutes; 


Clost 
260386 Bacteria_16S 


222148 22363 
onaceae; V 


91 265678913 


gi 


16S 198444 198395 42 91 gi|265678931|ref|NR_029239.1| Clostridium 
ain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 207863 207814 42 91 gi|265678924|ref|NR_029232.1| Clostridium 
in ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
210968 210919 42 91 gi| 265678922 |ref|NR_029230.1| Clostridium 
in McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
212524 212475 42 91 gi|265678921|ref|NR_029229.1| Clostridium baratii 
S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
220276 220227 42 91 gi|265678916|ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
223251 223202 42 91 gi|265678914|ref|NR_029222.1| Vibrio campbellii 


1 Vibrio campbellii Bacteria; 
ibrio. 
ref|NR_029221.1 
4 Peptococcus niger Bacteria; 


ridia; Clostridiales; Peptococcaceae; Peptococcus. 
244804 244755 42 91 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
ibosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 


Peptococcus niger 


Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 
260386 Bacteria_16S 258308 258259 42 91 gi|265678890|ref|NR_029198.1| Moorella glycerini 
6S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
260386 Bacteria_16S 270236 270187 42 91 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
um strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
260386 Bacteria_16S 282329 282280 42 91 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
260386 Bacteria_16S 286910 286861 42 91 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 


strain 01008 16S 
Tenericutes; Moll 


strain Kol5a 16S 


Aquificae; Aquifi 
260386 Bacteria_16S 


abactoclasticum s 


abactoclasticum B 
260386 Bacteria_16S 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
260386 Bacteria_16S 
strain B-3 16S ri 


strain 70-159 16S 
Tenericutes; Moll 


291523 291474 42 91 


cales; Aquificaceae; Aquifex. 


acteria; 


303595 303546 42 91 
bosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
260386 Bacteria_16S 
ribosomal RNA, partial sequence 


285875 28729 


gi 


gi 


300996 30245 


265678866 
290399 29196 


265678858 
302503 30397 


ref|NR_029172.1 


ref |NR_029164.1 


0 Mycoplasma testudinis Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


299054 299005 42 91 gi|265678861|ref|NR_029167.1| Anaeroplasma 
train 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
302076 302027 42 91 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

260386 Bacteria_16S 309795 309746 42 91 gi|265678854|ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

260386 Bacteria_16S 312826 312777 42 91 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

260386 Bacteria_16S 320206 320157 42 91 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 


Tenericutes; Moll 


thermoamylovorans 
thermoamylovorans 


260386 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
260386 Bacteria_16S 


eplasma 


260386 Bacteria_16S 


Firmicutes; Lacto 


321789 321740 42 91 gi| 265678846 |ref|NR_029151.1] Bacillus 
strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
332750 332701 42 91 gi| 265678839 |ref|NR_029144.1| Moorella 
a strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
a Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
oorella. 
340531 340482 42 91 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
bacillales; Lactobacillaceae; Pediococcus. 
343435 343386 42 91 gi|265678829|ref|NR_029134.1] Cryptosporangium 


260386 Bacteria_16S 


japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 


Cryptosporangium. 


342395 343854 Cryptosporangium 


260386 Bacteria_16S 344999 344950 42 91 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

260386 Bacteria_16S 346559 346510 42 91 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

260386 Bacteria_16S 348028 347979 42 91 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

260386 Bacteria_16S 349461 349412 42 91 gi| 265678825 |ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

260386 Bacteria_16S 359726 359677 42 91 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

260386 Bacteria_16S 361272 361223 42 91 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

260386 Bacteria_16S 374661 374612 42 91 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

260386 Bacteria_16S 376201 376152 42 91 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 

260386 Bacteria_16S 377767 377718 42 91 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

260386 Bacteria_16S 388492 388443 42 91 gi|265678796|ref|NR_029101.1| Veillonella ratti 


strain RV-12x 16S 


ribosomal RNA, partial sequence 


387448 38884 


3 Veillonella ratti Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

260386 Bacteria_16S 393153 393104 42 91 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

260386 Bacteria_16S 394647 394598 42 91 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

260386 Bacteria_16S 397645 397596 42 91 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

260386 Bacteria_16S 400766 400717 42 91 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
asymbiotica subsp. australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 


260386 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 


strain XILO8 16S 


Xylanibacterium. 


260386 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


260386 Bacteria_16S 
in DV1184 16S ribosomal RNA, partial s 
formicigenes Bacteria; 
260386 Bacteria_16S 

antiquum strain VKM Ac-2118 16S ribosomal RNA, 
antiquum Bacteria; 


formicigenes stra 


Brevibacterium. 


260386 Bacteria_16S 


strain YIM 70085 


strain F12 16S ri 
Firmicutes; Bacil 


260386 Bacteria_16S 


austral 
; Enterobacteriaceae; 
402308 402259 42 
train IMET 11532, 


91 


Agromyces. 
406941 406892 42 
ribosomal RNA, 


91 
411627 411578 42 91 


Firmicutes; 
417852 417803 42 


ia; 
91 


Firmicutes; Clostridia; 
420858 420809 42 91 


422399 422350 42 91 


423982 423933 42 91 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
427105 427056 42 91 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Microbacteriaceae; 
260386 Bacteria_16S 


gi 


Actinobacteria; Actinobacteridae; Ac 


gi 


265678787 


265678784 


405881 40739 


GDA154 16S ribosomal RNA, partial sequence 
Lactobacillales; 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
260386 Bacteria_16S 


265678772 


422881 42442 


gi 


265678770 


xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 


artial sequenc 
obacteridae; Actinomyceta 


ococcineae; 


is Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


ref Agromyces cerinus 
402730 Agromyces 


es; Micrococcineae; 


NR_029092.1 
e 401266 
1 


ref|NR_029089.1| Xylanibacterium ulmi 
3 Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


gi|265678780|ref|NR_029085.1| Lactobacillus 
410506 412073 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
gi|265678776|ref|NR_029081.1| Tepidibacter 
equence 416856 418235 Tepidibacter 
Clostridiales; Peptostreptococcaceae; Tepidibacter. 
gi|265678774|ref|NR_029079.1| Brevibacterium 
partial sequence 419777 421277 Brevibacterium 
tinomycetales; Micrococcineae; Brevibacteriaceae; 
gi| 265678773 |ref|NR_029078.1| Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
Yaniellaceae; Yaniella. 
ref|NR_029077.1| Bacillus algicola 
5 Bacillus algicola Bacteria; 


ref|NR_029075.1| Nesterenkonia 
426041 427535 Nesterenkonia 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Nesterenkonia. 
260386 Bacteria_16S 


260386 Bacteria_16S 


428647 428598 42 
halotolerans strain YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

430192 430143 42 
halotolerans strain YIM70084 16S ribosomal RNA, partial 


91 


91 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 


260386 Bacteria_16S 
favisporus strain 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
260386 Bacteria_16S 434861 434812 42 91 gi| 265678765 

strain TF-27 16S ribosomal RNA, partial sequence 433793 43528 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
260386 Bacteria_16S 436402 436353 42 91 gi| 265678764 

putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 


putterlickiae Bac 


strain R 16089 16 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


260386 Bacteria_16S 


oligofermentans s 
oligofermentans B 


260386 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


260386 Bacteria_16S 
GCL 1731 16S ribosomal RNA, partial sequence 
Lactobacillales; 


parakefiri strain 
parakefiri Bacter 


260386 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


strain QH3A7 16S 
strain G-16.1 16S 
Proteobacteria; G 
kerguelensis stra 


kerguelensis Bact 
Arthrobacter. 


260386 Bacteria_16S 


gangotriensis str 
gangotriensis Bac 
Micrococcaceae; A 


260386 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


260386 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


260386 Bacteria_16S 


coryniformis subs 


Lactobacillaceae; 


260386 Bacteria_16S 
strain Tf 16S ribosomal 


Firmicutes; Bacil 


260386 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


260386 Bacteria_16S 
strain CS1 16S ribosomal 


Firmicutes; 


Lactobacilla 


433296 433247 42 91 


Kitasatospora. 
453322 453273 42 
S ribosomal RNA, 
lales; Macrococcus. 
454921 454872 42 
S ribosomal RNA, 
lales; Macrococcus. 
456481 456432 42 


91 


91 


91 
acteria; Firmicutes; 
474683 474634 42 91 
rain JLB-1 16S ribosomal RNA, 
cteria; Firmicutes; 
476220 476171 42 91 
Firmicutes; 
486886 486837 42 
RNA, partial sequence 


ia; 
91 


490002 489953 42 
ribosomal RNA, 


91 


491603 491542 30 91 


494655 494606 42 91 


496160 496111 42 91 


rthrobacter. 
497688 497639 42 91 
M512/02/1 16S ribosomal RNA, 
ia; Firmicutes; 
502396 502347 42 91 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
508528 508479 42 91 


Lactobacillus. 


260386 Bacteria_16S 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, 


GMP01 16S ribosomal RNA, partial sequence 43219 


teria; Actinobacteria; Actinobacterida 
Streptomycetaceae; 
260386 Bacteria_16S 
complete sequence 


complete sequence 


train 2-4 16S ribosomal RNA, partial s 
Lactobacillales; 


partial 
Lactobacillales; 


485792 487320 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
260386 Bacteria_16S 
complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
260386 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
260386 Bacteria_16S 
in KGN15 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


ain LzlyY 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


partial 
Lactobacillales; 


p. torquens strain 30 16S ribosomal RNA, 


Lactobacillus coryniformis subsp. torquens Bacteria; 


511488 511439 42 91 gi| 265678711 
RNA, partial sequence 510382 51190 
lales; Bacillaceae; Geobacillus. 
513032 512983 42 91 gi| 265678710 
CCUG 47156 16S ribosomal RNA, partial sequence 
a; Firmicutes; Lactobacillales; Streptococcaceae 
514471 514422 42 91 gi| 265678709 
RNA, partial sequence 513446 51481 
les; Lactobacillaceae; Lactobacillus. 
517498 517449 42 91 gi| 265678707 


gi|265678769|ref|NR_029074.1| Corynebacterium 
sequence 427586 429077 Corynebacterium 
Actinomycetales; Corynebacterineae; 

gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
sequence 429128 430610 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 

gi|265678766|ref|NR_029071.1| Paenibacillus 


gi| 265678752 
452220 45376 


gi|265678751 
453819 45536 


265678747 
equence 
Streptococ 
265678735 
sequence 


gi 


gi 


E 


gi| 265678734 


Lactobacillaceae; 


gi| 265678727 


gi| 265678725 
488917 49045 


gi| 265678724 
490502 49197 
Halomonad 
gi| 265678722 
Actinomy 


gi| 265678721 


265678720 

sequence 

Streptococcacea 
gi| 265678717 
501307 50281 


gi 


265678713 
complet 


gi 


e; Actinomycetales; 


nterococcaceae; 


Firmicutes; 


ref |NR_029070.1 


ref|NR_029056.1 


ref |NR_029052.1 

455417 456926 
caceae; Streptoc 
ref |NR_029040.1 

473588 475066 
Enterococc 
ref |NR_029039.1 
475117 476512 
Lactobacillu 
ref |NR_029032.1 
© ponticus Bacte 
ref |NR_029030.1 
; Jonesiaceae; J 
ref |NR_029029.1 


aceae; Halomonas 
ref |NR_029027.1 

493586 495067 
cetales; Microco 


ref |NR_029026.1 
495118 496571 
Microc 


ref|NR_029025.1 

496622 498127 
Streptococcus 
£|NR_029022.1 


e; 
re 


ref|NR_029018.1 
e sequence 


ref|NR_029016.1 


ref|NR_029015.1 
11957 513395 
; Streptococcus. 
ref|NR_029014.1 


3 Lactobacillus 


uo 


comp 


6 433742 Paenibacillus favisporus 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


eae; Shewanella. 
ref|NR_029069.1| Kitasatospora 
435340 436871 Kitasatospora 
Streptomycineae; 
ref|NR_029057.1| Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Streptococcus 
Streptococcus 
occus. 
Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 


Ss. 


Vibrio ponticus strain 
ria; Proteobacteria; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


Streptococcus 
Streptococcus 


Bacillus indicus 


Bacillus indicus Bacteria; 


Lactobacillus 
507410 508930 


Lactobacillales; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Streptococcus 
Streptococcus 


Lactobacillus rossiae 
rossiae Bacteria; 


ref|NR_029012.1 
lete sequence 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
260386 Bacteria_16S 519063 519014 42 91 gi|265678706|ref|NR_029011.1| Photorhabdus 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Photorhabdus. 
260386 Bacteria_16S 525157 525108 42 91 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


260386 Bacteria_16S 526703 526654 42 91 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

260386 Bacteria_16S 532759 532710 42 91 gi|265678697|ref|NR_029002.1| Bacillus drentensis 


strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
260386 Bacteria_16S 535849 535800 42 91 gi|265678695|ref|NR_029000.1| Arcicella aquatica 
strain NO-502 16S ribosomal RNA, partial sequence 534808 536267 Arcicella aquatica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 
260386 Bacteria_16S 540417 540368 42 91 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 
260386 Bacteria_16S 541939 541890 42 91 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
260386 Bacteria_16S 543471 543422 42 91 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 
260386 Bacteria_16S 546532 546483 42 91 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

260386 Bacteria_16S 551204 551155 42 91 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

260386 Bacteria_16S 552712 552663 42 91 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


260386 Bacteria_16S 564940 564891 42 91 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
260386 Bacteria_16S 569454 569405 42 91 gi| 265678673 |ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
260386 Bacteria_16S 570997 570948 42 91 gi|265678672|ref|NR_028977.1| Pedobacter africanus 


strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

260386 Bacteria_16S 573955 573906 42 91 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
260386 Bacteria_16S 579848 579799 42 91 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


260386 Bacteria_16S 585938 585889 42 91 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 590405 590356 42 91 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

260386 Bacteria_16S 594998 594949 42 91 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 


prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

260386 Bacteria_16S 596495 596446 42 91 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
260386 Bacteria_16S 607012 606963 42 91 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
260386 Bacteria_16S 608517 608468 42 91 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 


appendicis Bacteria; Actinobacteria; 


Corynebacteriaceae; Corynebacterium. 


260386 Bacteria_16S 
psychrophilum str 
psychrophilum Bac 
260386 Bacteria_16S 
mindensis strain 
mindensis Bacteria; 
260386 Bacteria_16S 


strain 289 16S ribosomal 
Gammapro 


Proteobacteria; 
260386 Bacteria_16S 
aerolatum strain 
Bacteria; Actinob 
Microbacterium. 
260386 Bacteria_16S 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 


aurimucosum Bacte 


ain CMS 
teria; 


TMW 1.8 
Firmicutes; 


610084 610035 42 
Firmicutes; 
611629 611580 42 

0 16S ribosomal RNA, 


616298 616249 42 
RNA, 


619348 619299 42 


623719 623670 42 


Corynebacteriaceae; Corynebacterium. 


260386 Bacteria_16S 


strain Mll 16S ribosomal RNA, partial sequence 


Proteobacteria; 
260386 Bacteria_16S 
strain Muenster 2 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
260386 Bacteria_16S 632921 632872 42 91 gi| 265678629 |ref|NR_028934.1 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 63335 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

260386 Bacteria_16S 635979 635930 42 91 gi| 265678627 |ref|NR_028932.1 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
260386 Bacteria_16S 637510 637461 42 91 gi|265678626|ref|NR_028931.1 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
260386 Bacteria_16S 642149 642100 42 91 gi| 265678623 |ref|NR_028928.1 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Nesterenkonia. 

260386 Bacteria_16S 645275 645226 42 91 gi|265678621|ref|NR_028926.1 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

260386 Bacteria_16S 646847 646798 42 91 gi|265678620|ref|NR_028925.1 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
260386 Bacteria_16S 648379 648330 42 91 gi| 265678619 |ref|NR_028924.1 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
260386 Bacteria_16S 651341 651292 42 91 gi| 265678617 |ref|NR_028922.1 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 


urinaehominis Bacteria; 


260386 Bacteria_16S 
strain CK55 16S r 
Firmicutes; Clost 
260386 Bacteria_16S 
azorensis strain 
Bacteria; Firmicutes; 
260386 Bacteria_16S 

strain L1-92 16S 

Firmicutes; Clost 
260386 Bacteria_16S 
pinnipedialis str 
pinnipedialis Bac 
260386 Bacteria_16S 
strain 279-56 16S 
Proteobacteria; 

cloacae complex. 
260386 Bacteria_16S 


odorimutans strain NorPut 16S ribosomal RNA, partial sequence 
Clostridi 


odorimutans Bacte 
Anaerovorax. 
260386 Bacteria_16S 


ria; 


teria; 


628428 628379 42 


631416 631367 42 


Firmicutes; 
652733 652684 42 


ibosomal RNA, partial sequence 
ridia; 


Clostridiales; 
654191 654142 42 


Clostridia; 
658712 658663 42 


661740 661691 42 


ain A/G14/99/10 16S ribosomal 
Bacillales; 


Firmicutes; 
663202 663153 42 


664762 664713 42 
Firmicutes; Clostridia; 


669277 669228 42 


Lactobacillales; 


complete sequence 
teobacteria; Vibrionales; Vibri 


91 


91 


complete sequence 
Lactobacillaceae; 


91 


91 


91 


91 


91 


91 


91 


91 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


91 


91 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


91 


91 


gi 


530r 16S ribosomal RNA, partia 


Bacillales; Planoco 


gi 


gi 


615203 61674 


gi 


V-73 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


627341 62884 
Gammaproteobacteria; Enterobacteriales; 


gi 


000 16S ribosomal RNA, partial sequenc 


Lactobacillales; Aerococcaceae; 


gi 


651676 653 
Clostridiaceae; 


gi 


MV1087 16S ribosomal RNA, partial sequence 653 


Clostridiales; Clostr 


gi 


657665 65912 


gi 


RNA, partial sequence 
Jeotgal 


gi 


662137 66364 


gi 


gi 


265678645 
1 sequence 
ccaceae; P 
265678644 


ref 


lano: 
ref 
6 
La 


265678641 |ref 


ales; Micrococ 


265678636 
ial sequen 
Actinomyc 


ref 
etal 
265678633 


ref 


teri 
ref 


Enterobac 
265678630 
e 63034 


265678615 
11 
Clostridium. 

265678614 |ref 
16 
idiaceae; 
265678610 


ref 


Calo 
ref 


Anaerostipes. 
265678608 | ref 


icoccus. 


265678607 |ref 


Enterobacteri 


265678606 |ref 


ales; Clostrid 


609006 61048 


10536 61207 


onaceae; Vibrio. 
265678639 |ref|NR_028944.1 
618371 619715 Microb 


ce 622694 62416 


9 631823 Kytoco 
Dermacoccaceae; 


Aerococcus. 


3 654605 Ca 


0 Anaerostipes 


7 Enterobacter 


663698 66518 


NR_028950.1 
5 
microbium. 
NR_028949.1 
9 
ctobacillus. 
NR_028946.1 


cineae; Micr 
NR_028941.1 
8 
a 


es; Coryneb 


NR_028938.1 


aceae; Morga 
NR_028935.1 


NR_028920.1 


NR_028919.1 
lora 
ranaerobacte 
NR_028915.1 


NR_028913.1 
660668 


NR_028912.1 


aceae; Enter 


NR_028911.1 
5 


iales Family 


265678603 |ref 


Actinobacteridae; Actinomycetales; Corynebacterineae; 


Planomicrobium 
Planomicrobium 


Lactobacillus 
Lactobacillus 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Corynebacterium 
Corynebacterium 


cterineae; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 

Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Vibrio lentus strain 
a; Proteobacteria; 


Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 
Kocuria polaris strain 
ria; Actinobacteria; 


Aerococcus 
651625 Aerococcus 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
a 

Anaerostipes caccae 


caccae Bacteria; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 
Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


NR_028908.1 


Arcanobacterium 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 


pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


260386 Bacteria_16S 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
260386 Bacteria_16S 


strain W16 16S ri 


strain CK74 16S r 
Firmicutes; Clost 


260386 Bacteria_16S 


strain DSM 30039 
Proteobacteria; 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


260386 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


260386 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


260386 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


260386 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


260386 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


260386 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


260386 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


260386 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


260386 Bacteria_16S 


sibirica strain A 
Bacteria; Proteob 


260386 Bacteria_16S 


silvestris strain 
silvestris Bacter 


260386 Bacteria_16S 


histaminiformans 
histaminiformans 


260386 Bacteria_16S 


VKM Ac-1800 16S r 
Actinobacteria; A 


260386 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


260386 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


260386 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


G 
260386 Bacteria_16S 


Arcanobacterium. 


673906 673857 42 91 gi 


675366 675317 42 91 
bosomal RNA, partial sequence 


gi 


684340 684291 42 91 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
690535 690486 42 91 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
692087 692038 42 91 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


695114 695065 42 91 gi 
in DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; Plancto 


701086 701037 42 91 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
702573 702524 42 91 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
706846 706797 42 91 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
709773 709724 42 91 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
711331 711282 42 91 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
719134 719085 42 91 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; 
722169 722120 42 91 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723755 723706 42 91 gi 
laumondii strain TTO1 16S ribosomal 
laumond 
Enterobacteriaceae; Photorhabdus. 

725338 725289 42 91 gi 
akhurstii strain FRGO4 16S ribosomal 


gi 


gi 


gi 


Virgibac 
gi 


’ 


Enterobacteriaceae; Photorhabdus. 
728443 728395 42 91 gi 
12 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
731390 731341 42 91 gi 
HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
735910 735861 42 91 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
756330 756281 42 91 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
762356 762307 42 91 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
770033 769984 42 91 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


, 


674316 67581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


16S ribosomal RNA, partial sequence 689459 69096 


755262 75674 


768965 770424 Vibri 


265678600 


nomycineae; 


265678599 


265678565 
RNA, part 


265678563 
72737 
ales; Ecto 
265678561 
uence 
ceae; Soli 
265678558 
sequence 
tridiales; 
265678542 


ococcineae; 


265678538 
quence 
illaceae; 
265678533 


776286 776237 42 91 gi 
ibosomal RNA, partial sequence 


bacillales; Streptococcaceae; Streptoc 


265678529 


occus. 


ref 
5 Actinomyces coleocanis Bacteria; 


ref 
0 Dermatophilus 


ref 
ial 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 
0 728734 Thior 
thio 
ref 

730321 73182 
baci 
ref 

734793 73632 
Vei 
ref 
7 Agromyces albus Bacteria; 


ref 

761257 76278 
Paen 
ref 
o ru 


ref 
775183 776694 Streptococcus sinensis Bacteria; 


Ac 


Mi 


NR_028905.1 


tinomycetace 
NR_028904.1 


NR_028869.1 
sequence 


NR_028867.1 
h 
rhodospirace 
NR_028865.1 
qi 
llus. 
NR_028862.1 
9 
llonellaceae 
NR_028846.1 


crobacteriac 
NR_028842.1 
8 
ibacillus. 
NR_028837.1 
ber Bacteria 


Actinomyces coleocanis 


ae; Actinomyces. 
Dermatophilus chelonae 
chelonae Bacteria; 


ococcineae; Dermatophilaceae; Dermatophilus. 
265678593|ref|NR_028898.1| Clostridium acidisoli 
683287 684723 Clostridium acidisoli Bacteria; 
Clostridium. 
265678589 |ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
Enterobacteriaceae; Citrobacter. 
265678588 |ref|NR_028893.1| Buttiauxella 
sequence 691014 692520 Buttiauxella 
ia; Enterobacteriales; Enterobacteriaceae; 
265678586 |ref|NR_028891.1| Planctomyces 
sequence 694091 695537 Planctomyces 
mycetacia; Planctomycetales; Planctomycetaceae; 
265678582|ref|NR_028887.1| Paenibacillus odorifer 
699985 701422 Paenibacillus odorifer Bacteria; 
265678581|ref|NR_028886.1| Paenibacillus graminis 
701473 702909 Paenibacillus graminis Bacteria; 
265678578 | ref |NR_028883.1| Dorea longicatena 
705889 707204 Dorea longicatena Bacteria; 
Dorea. 
265678576|ref|NR_028881.1| Aliivibrio wodanis 
708668 710188 Aliivibrio wodanis Bacteria; 
onaceae; Aliivibrio. 
265678575|ref|NR_028880.1| Moritella viscosa 
710239 711741 Moritella viscosa Bacteria; 
oritellaceae; Moritella. 
265678569 |ref|NR_028873.1| Virgibacillus 
ence 718019 719581 Virgibacillus marismortui 
illus. 
265678567 |ref|NR_028871.1| Photorhabdus temperata 
721087 722612 Photorhabdus temperata Bacteria; 
Enterobacteriaceae; Photorhabdus. 
265678566 |ref|NR_028870.1| Photorhabdus 
RNA, partial sequence 722663 724202 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Solibacillus 
Solibacillus 


Allisonella 
Allisonella 
Allisonella. 
Agromyces albus strain 


’ 


eae; Agromyces. 
Paenibacillus 
Paenibacillus 


Vibrio ruber strain 
Proteobacteria; 


, 


NR_028833.1 


Streptococcus sinensis 


260386 Bacteria_16S 


cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteri 


782424 782375 42 


Promicromonosporaceae; Xylanimonas. 


260386 Bacteria_16S 


satelles strain VPI D143K-13 16S ribosomal RNA, partial 
Firmicutes; 


satelles Bacteria; 
260386 Bacteria_16S 
strain Pull 5.3 1 
Proteobacteria; 
260386 Bacteria_16S 
strain ASpGl 16S 
Spirochaetes; Spi 
260386 Bacteria_16S 
naphthalenovorans 
naphthalenovorans 
260386 Bacteria_16S 
strain MOL361 16S 


260386 Bacteria_16S 
strain AIP313.00 
Firmicutes; Clost 
260386 Bacteria_16S 
strain 12993 16S 
Proteobacteria; 

260386 Bacteria_16S 


strain 256 16S ribosomal RNA, partial sequence 


Proteobacteria; 
260386 Bacteria_16S 
haemoperoxidus st 


haemoperoxidus Bacteria; 


260386 Bacteria_16S 


moraviensis strain 330 16S ribosomal RNA, partial seque 
Enterococcaceae; 


Bacteria; Firmicutes; 
260386 Bacteria_16S 

strain U 16S ribo 
Bacillales; Bacil 
260386 Bacteria_16S 


strain 19 16S ribosomal RNA, partial sequence 
ridia; 


Firmicutes; Clost 
260386 Bacteria_16S 
singaporensis str 
singaporensis Bac 
Klebsiella. 
260386 Bacteria_16S 
strain OS Hl 16S 
Firmicutes; Clost 
260386 Bacteria_16S 
radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 
260386 Bacteria_16S 
mexicanus strain 
Bacteria; Proteob 
260386 Bacteria_16S 
strain W1219 16S 


260386 Bacteria_16S 
trevisanii strain 
trevisanii Bacteria; 
260386 Bacteria_16S 
strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 

260386 Bacteria_16S 
strain VKM Ac-180 


260386 Bacteria_16S 
strain E6844 16S 
Firmicutes; 
260386 Bacteria_16S 


koreensis strain YC300 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 


6S ribosomal RNA, 
Gammaproteobacteria; Alteromonadales; P 


ridia; 


teria; 


"WeeTee' 


Lactobacillales; 


783987 783938 42 


791626 791577 42 


793160 793111 42 


797709 797660 42 


Firmicutes; 
799271 799222 42 


805413 805364 42 


819108 819059 42 


820613 820564 42 


831436 831387 42 


Firmicutes; 
832987 832938 42 


Lactobacillales; 
840546 840497 42 


Geobacillus. 
846634 846585 42 


Clostridiales; 
849537 849488 42 


Proteobacteria; 
850945 850896 42 


Clostridiales; 
852471 852422 42 


858621 858572 42 


863233 863184 42 


869386 869337 42 


Fusobacteria; 
885775 885726 42 


887311 887262 42 


897961 897912 42 


ribosomal RNA, partial sequence 
Enterococcaceae; 


899536 899487 42 


Bacillales; 


ribosomal RNA, partial sequence 
rochaetales; 


ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


91 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


91 


91 


91 


91 


91 


91 


91 


ribosomal RNA, partial sequence 
ridia; 


91 


91 


91 


ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


91 


91 


91 


91 


91 


strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; 


16S ribosomal RNA, partial sequence 804384 80579 
Clostridiales; Veillonellaceae; 


gi 
81 


gi 


819558 82101 
Gammaproteobacteria; Enterobacteriales; 


gi 


rain 440 16S ribosomal RNA, partial sequence 
Lactobacillales; 


gi 


gi 


somal RNA, partial sequence 839468 840930 Geoba 
laceae; 


gi 


845553 84708 
Clostridiaceae; 


gi 


ain LX3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


849874 85135 
Heliobacteriaceae; 


gi 


ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae; Actinomycet 
Kineococcus. 


gi 


Lupl 16S ribosomal RNA, partial sequen 


acteria; Deltaproteobacteria; Desulfovibrionales 


gi 


862181 86365 


gi 


1999 16S ribosomal RNA, part 


Fusobacteriales; Fus 


gi 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


896853 89837 
Enterococ 


gi 


E 


265678500 
8049 81950 
Enterobac 
265678499 


Enterobac 
265678492 


nterococca 
265678491 
nce 83188 
Enterococ 
265678486 


265678482 


Clostridiu 
265678480 


Ente 
265678479 


Heliore 
265678478 
1 sequence 


265678473 
ce 85752 


265678470 


265678466 
ial sequen 
obacteriac 
265678454 

88470 
ales; Micr 
265678453 

88624 


265678446 


cus. 


Anaeroglobus. 


1 Anaeroglobus 


ref |NR_028803.1 


robacteriales; E 


ref |NR_028782.1 
stis. 
ref |NR_028781.1 

851409 852783 
ales; Kineos 


ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref|NR_028773.1 


eae; Bulleidia. 
ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028748.1 
6 Enterococcus 


265678445 


91 gi|265678524|ref|NR_028828.1| Xylanimonas 
sequence 781358 782875 Xylanimonas 
dae; Actinomycetales; Micrococcineae; 
91 gi| 265678523 |ref|NR_028827.1| Shuttleworthia 
sequence 782926 784381 Shuttleworthia 
Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 
91 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
complete sequence 790537 792043 Psychromonas arctica Bacteria; 
sychromonadaceae; Psychromonas. 
91 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
792094 793560 Spirochaeta americana Bacteria; 
Spirochaetaceae; Spirochaeta. 
91 gi|265678514|ref|NR_028817.1| Paenibacillus 
al sequence 796606 798156 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 
91 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
798207 799714 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
91 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 


geminatus Bacteria; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


teriaceae; Kluyvera. 
ref|NR_028802.1| Kluyvera intermedia 
0 Kluyvera intermedia Bacteria; 
teriaceae; Kluyvera. 
ref|NR_028795.1] Enterococcus 

830324 831835 Enterococcus 
ceae; Enterococcus. 
ref|NR_028794.1] Enterococcus 
6 833394 Enterococcus moraviensis 
cus. 
ref|NR_028789.1| Geobacillus uzenensis 
cillus uzenensis Bacteria; Firmicutes; 
ref |NR_028785.1| Clostridium scindens 
1 Clostridium scindens Bacteria; 
m. 
ref|NR_028783.1| Klebsiella 

848542 849823 Klebsiella 


nterobacteriaceae; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Kineococcus 
Kineococcus 
poriineae; 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Leptotrichia 
Leptotrichia 

a. 

Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Enterococcus avium 


avium Bacteria; 


ref |NR_028747.1 


Paenibacillus. 


Paenibacillus 


898427 899962 Paenibacillus koreensis 


260386 Bacteria_16S 


siderophilus stra 


siderophilus Bacteria; 
Thermoanaerobacter. 
260386 Bacteria_16S 
in HESP1 16S ribosomal RNA, partial se 


xylanovorans stra 


xylanovorans Bacteria; 
260386 Bacteria_16S 

VKM Ac-1401 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


intermedius strai 
Bacteria; 


algidixylanolytic 
algidixylanolytic 


260386 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; 


260386 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


260386 Bacteria_16S 
is strain DV 16S ribosomal RNA, partia 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


260386 Bacteria_16S 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


260386 Bacteria_16S 


strain WSU 86/104 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
260386 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


260386 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


260386 Bacteria_16S 
strain D56BRIII6 16S ribosomal RNA, p 
Spirochaetes; 


subsp. socranskii 
socranskii subsp. 


260386 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


strain CDC 2970-5 
Bacteria; Proteob 


260386 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


strain I-75 16S r 
Proteobacteria; G 


260386 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


260386 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


260386 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


Firmicutes; 
260386 Bacteria_16S 


Clostridia; 


905701 905652 42 91 


Firmicutes; Clostridia; 


910301 910252 42 91 
Firmicutes; Clostridia; 
911871 911822 42 91 


916545 916496 42 91 
Lactobacillales; 
931962 931913 42 91 
um strain SPL73 16S ribosomal 
um Bacteria; Firmicutes; 
939710 939661 42 

ribosomal RNA, 


91 


Clostridiales; 
962983 962934 42 91 
Firmicutes; 
966034 965985 42 


ria; 
91 


is Bacteria; Proteobacteria; 


969043 968994 42 91 


; Kitasatospora. 
973726 973677 42 91 
4 16S ribosomal RNA, complete 


975269 975220 42 91 
bosomal RNA, partial sequence 
hingobacteria; 
976740 976691 42 91 
ibosomal RNA, partial sequence 
hingobacteria; 
984288 984239 42 91 
socranskii Bacteria; 
985839 985790 42 
6S ribosomal RNA, 


91 


987426 987377 42 91 
acteria; Gammaproteobacteria; 
989006 988957 42 91 
bosomal RNA, partial sequence 


990586 990537 42 91 
ibosomal RNA, partial sequence 


992157 992108 42 91 


995241 995192 42 91 
Bacteria; 
acter. 

996801 996752 42 
ribosomal RNA, 
bacillales; Carnobacteriaceae; 
1004396 1004347 42 91 


Firmicutes; 


91 


1005918 1005869 42 91 


in SR4 16S ribosomal RNA, partial sequ 
Thermoan 


n 1877 16S ribosomal RNA, partial sequ 
Streptococcaceae 


RNA, par 
Clostridia; 


complete sequence 
Heliobacteriacea 


n 47-16 16S ribosomal RNA, partial seq 
Lactobacillales; 


Gammaprot 


sequence 


Sphingobacteriales; 


Sphingobacteriales; 


9 16S ribosomal RNA, partial sequence 
Enteroba 


ammaproteobacteria; Enterobacteriales; 
260386 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 


strain glu 65 16S ribosomal RNA, parti 
Clostridia; 


complete sequence 
Granuli 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
260386 Bacteria_16S 


gi 


265678441 
ence 90455 


975693 97713 


Sap 
gi 


Sp 
gi 


gi 


gi 


265678388 


irochaetal 
265678387 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
260386 Bacteria_16S 


265678386 
98633 

cteriales; 

265678385 


987916 98944 


gi 


Enterobac 
265678384 


989496 99101 


gi 


gi 
Clos 


gi 


Enterobac 
265678383 


6S ribosomal RNA, partial sequence 991068 99256 
ammaproteobacteria; Enterobacteriales; 
260386 Bacteria_16S 


Enterobac 
265678381 
al sequenc 
tridiales; 


265678380 


995703 99724 


gi 


catella. 
265678375 
10033 
Enterobac 


gi 


265678374 


aerobacterales; 


rospiraceae; 


artial sequence 


ref |NR_028743.1 


Lewinella. 
NR_028690.1 
983192 
Spirochaetac 
NR_028689.1 


ref 


es; 
ref 


ref |NR_028688.1 
6 987865 Citro 
Enterobacteriac 
ref |NR_028687.1 


teriaceae; Citro 
ref|NR_028686.1 


teriaceae; Citro 
ref|NR_028685.1 


teriaceae; Citro 
ref|NR_028683.1 
e 994185 995652 
Clostridiales F 


ref|NR_028682.1 


ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref|NR_028676.1 


Thermoanaerobacter 


8 906118 Thermoanaerobacter 
Thermoanaerobacteraceae; 


gi| 265678438 |ref|NR_028740.1| Clostridium 
quence 909211 910743 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi|265678437|ref|NR_028739.1| Leifsonia poae strain 
910794 912281 Leifsonia poae Bacteria; 
ococcineae; Microbacteriaceae; Leifsonia. 
gi|265678434|ref|NR_028736.1| Streptococcus 
ence 915445 916988 Streptococcus intermedius 
; Streptococcus; Streptococcus anginosus group. 
gi|265678424|ref|NR_028726.1| Clostridium 
tial sequence 930884 932385 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
938639 940155 Heliorestis daurensis Bacteria; 
e; Heliorestis. 
gi| 265678403 |ref|NR_028705.1| Enterococcus 
uence 961894 963406 Enterococcus 
Enterococcaceae; Enterococcus. 
gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
1 sequence 964933 966480 Salinivibrio costicola 
eobacteria; Vibrionales; Vibrionaceae; 
gi|265678398|ref|NR_028700.1| Kitasatospora 
equence 967981 969477 Kitasatospora 
ae; Actinomycetales; Streptomycineae; 
gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
972617 974173 Waddlia chondrophila Bacteria; 
gi|265678394|ref|NR_028696.1| Lewinella persicus 
974224 975642 Lewinella persicus Bacteria; 
Saprospiraceae; Lewinella. 
gi|265678393|ref|NR_028695.1| Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Acholeplasma vituli 


5 Acholeplasma vituli Bacteria; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Acidaminobacter 
Acidaminobacter 

amily XII. Incertae 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 


peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


260386 Bacteria_16S 
strain T7 16S rib 
Firmicutes; Bacillales; 
260386 Bacteria_16S 

strain OK-1 16S r 
Proteobacteria; G 
260386 Bacteria_16S 
succinus subsp. s 


260386 Bacteria_16S 
strain SK3 16S ribosomal 
Firmicutes; Lactobacillal 
260386 Bacteria_16S 
pneumoniae strain ATCC 33 
pneumoniae Bacteria; 
260386 Bacteria_16S 
strain NS51 16S ribosomal 
Firmicutes; Lactobacillal 
260386 Bacteria_16S 
satsumensis strain NRIC 0 
satsumensis Bacteria; 
260386 Bacteria_16S 
ryukyuensis strai 
ryukyuensis Bacteria; 
260386 Bacteria_16S 
desulfuricans strain SSM1 
desulfuricans Bacteria; 
260386 Bacteria_16S 
japonensis strain 758 16S 
Bacteria; Bacteroidetes; 
260386 Bacteria_16S 
acidiphilus strain TA-67 
acidiphilus Bacteria; Fir 
260386 Bacteria_16S 
strain KMM 1406 1 
Proteobacteria; Gammaprot 
260386 Bacteria_16S 
strain YLM-32 16S 
Actinobacteria; Actinobac 
260386 Bacteria_16S 
strain NAFO0O1 16S 
Firmicutes; Bacil 


lales; B 


260386 Bacteria_16S 1087630 1087581 42 91 gi|265678318|ref|NR_028620.1 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 
Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1092278 1092229 42 91 gi| 265678315 |ref|NR_028617.1 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

260386 Bacteria_16S 1101154 1101105 42 91 gi|265678309|ref|NR_028611.1 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 11015 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

260386 Bacteria_16S 1102656 1102607 42 91 gi|265678308|ref|NR_028610.1 
strain 14 16S ribosomal RNA, partial sequence 1101592 11031 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
260386 Bacteria_16S 1104219 1104170 42 91 gi|265678306|ref|NR_028608.1 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
260386 Bacteria_16S 1111862 1111813 42 91 gi|265678301|ref|NR_028602.1 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 11122 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
260386 Bacteria_16S 1113356 1113307 42 91 gi|265678300|ref|NR_028601.1 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

260386 Bacteria_16S 1114896 1114847 42 91 gi|265678299|ref|NR_028600.1 
strain I-132 16S ribosomal RNA, partial sequence 1113840 11153 

Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
260386 Bacteria_16S 1116422 1116373 42 91 gi| 265678298 |ref|NR_028599.1 
strain I-273 16S ribosomal RNA, partial sequence 1115364 11168 

Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
260386 Bacteria_16S 1117948 1117899 42 91 gi| 265678297 |ref|NR_028598.1 


1008896 1008847 42 
osomal RNA, partial sequence 
Bacillaceae; 
1010407 1010358 42 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1019488 1019439 42 
uccinus strain AMG-D1 16S ribosomal RN. 
Staphylococcus succinus subsp. 
1021084 1021035 42 


1022637 1022588 42 


Firmicutes; 
1024208 1024159 42 


1033275 1033226 42 


Firmicutes; 
1056139 1056090 42 
n 015-7 16S ribosomal RNA, partial seq 
Firmicutes; 
1059220 1059171 42 


Deferribacteres; 
1062228 1062179 42 
1063777 1063728 42 
1066780 1066731 42 
6S ribosomal RNA, partial sequence 1065751 10671 


1077039 1076990 42 
ribosomal RNA, partial sequence 


1081556 1081507 42 
ribosomal RNA, partial sequence 


91 gi 
Bacillus. 
91 gi 
s 
91 gi 
succinus 
91 
complete sequence 
Streptococcaceae; 
91 
400 16S ribosomal RNA, 


gi 
RNA, 
es; Streptoc 

gi 
complet 
Lactobacillales; Strep 
91 gi 
RNA, complete sequence 
es; Streptococcaceae; Streptoc 
91 gi 
604 16S ribosomal RNA, partial 
Lactobacillales; Lact 
91 gi 


Bacillace 
91 gi 
16S ribosomal RNA, partial se 
Deferribactera 

91 gi 
ribosomal RNA, partial sequen 
Sphingobacteria; Sphingobacter 
91 gi 
16S ribosomal RNA, partial seq 
micutes; Bacillales; Alicyclob 
91 gi 


Bacillales; 


eobacteria; Chromatiales; Chro 
91 gi 


teridae; Actinomycetales; Micr 
91 gi 


acillaceae; Bacillus. 


strain I-273 16S ribosoma 
Firmicutes; Lactobacillal 


1007814 10092 


1009316 10108 


Bacteria; 


1019984 10214 


1023111 10246 


1075986 10774 


1080469 10819 


265678372 


265678371 


hewanellac 
265678365 
A, complet 


265678364 


occus. 
265678363 
e sequence 
tococcacea 
265678362 


occus. 
265678356 
sequence 
obacillace 
265678340 
uence 

ae; Parali 
265678338 
quence 

les; Defer 
265678336 
ce 10611 
iales; Chi 
265678335 
uence 

acillaceae 
265678333 


matiaceae; 
265678325 


ococcineae 
265678322 


Firmicutes; 


ref |NR_028674.1 


ref |NR_028673.1 
Shewanella. 
NR_028667.1 
quence 
Bacillales; 
ref|NR_028666.1 
95 Streptococcus 


eae; 
ref 
e se 


ref|NR_028665.1 
1021546 102306 
e; Streptococcus 
ref|NR_028664.1 
30 Streptococcus 


ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028627.1 


; Ra 
ref 


robacteracea 
NR_028624.1 


1 RNA, partial sequence 


es; Streptococcaceae; Streptoc 


occus. 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Staphylococcus 

1018386 1019933 
Staphylococcus. 
Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 
Paraliobacillus 
2 Paraliobacillus 


Deferribacter 
3 Deferribacter 
eferribacter. 
Chitinophaga 
ophaga japonensis 
hitinophaga. 
Alicyclobacillus 
1 Alicyclobacillus 
us. 
Rheinheimera pacifica 


pacifica Bacteria; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Lactobacillus algidus 
algidus Bacteria; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 


Streptococcus pyogenes 


1116890 1118282 Streptococcus pyogenes Bacteria; 


260386 Bacteria_16S 


ATCC 35469 16S ribosomal 


Bacteria; 


260386 Bacteria_16S 
serovar 3 str. 
serovar 3 str. 
260386 Bacteria_16S 
sphenisci strain 
sphenisci Bacteri 


260386 Bacteria_16S 
multipartita DSM 
44233 Bacteria; Actinobacteria; 


Nakamurella. 


260386 Bacteria_16S 
DSM 1552 16S ribosomal R 
Firmicutes; Erysipelotri 
260386 Bacteria_16S 
DSM 16795 16S ribosomal 
Firmicutes; 
260386 Bacteria_16S 

stercorihominis DSM 1724 
stercorihominis DSM 1724 
260386 Bacteria_16S 1184506 1184457 42 
colihominis DSM 17241 16 
17241 Bacteria; 
260386 Bacteria_16S 
16S ribosomal 
Proteobacteria 
260386 Bacteria_16S 
16S ribosomal 
Proteobacteria 
260386 Bacteria_16S 
16S ribosomal 
Proteobacteria 
260386 Bacteria_16S 
16S ribosomal 
Proteobacteria 
260386 Bacteria_16S 
pacificum DSM 12653 16S 
DSM 12653 Bacteria; 
Carboxydibrachium. 
260386 Bacteria_16S 
acetiphilus DSM 1 
12809 Bacteria; 
260386 Bacteria_16S 


Bacteria; 


ATCC 43969 
Bacteria; 


ATCC 29909 
Bacteria; 


ATCC 33641 
Bacteria; 


ATCC 43970 
Bacteria; 


AT 
ATCC 2781 


Proteobacteria; Gammaproteobacteria; 
1122514 1122465 42 
CC 27815 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
1134505 1134456 42 
CECT 5990 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales 
Corynebacteriaceae; Corynebacterium. 
260386 Bacteria_16S 
strain YB1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibri 
260386 Bacteria_16S 
CMS 76r 16S ribosomal RN 
Actinobacteridae; Actino 
260386 Bacteria_16S 
strain AAFu3 16S 
Deferribacteres; 
260386 Bacteria_16S 
strain JT7304 16S 
Proteobacteria; 
260386 Bacteria_16S 
strain MBIC3157 16S ribo 
Proteobacteria; 
260386 Bacteria_16S 
1279 16S ribosomal RNA, 
Deinococcus-Thermus; 


Deferri 


riboso 
Gammapro 


cl 


Firmicut 


Firm 


1119395 1119346 42 


1136012 1135963 42 


1139089 1139040 42 


1183012 1182963 42 


1185969 1185920 42 


1187480 1187431 42 


1188991 1188942 42 


1190502 1190453 42 


1195097 1195048 42 


91 
RNA, partial sequence 


91 


5 Bacteria; 
91 


91 


91 


91 
partial sequence 
bacterales; 
91 
mal RNA, partial sequence 


91 


91 
RNA, partial sequence 
ostridia; Clostridiales; 
91 
4 Bacteria; Firmicutes; 
91 
es; Clostridia; 
91 
RNA, partial sequence 
; Gammaproteobacteria; 
91 
RNA, partial sequence 
; Gammaproteobacteria; 
91 
RNA, partial sequence 
; Gammaproteobacteria; 
91 
RNA, partial sequence 
; Gammaproteobacteria; 
91 
ribosomal RNA, partial 
icutes; Clostridia; 


Deferrib 


mitsuokai DSM 15897 16S 


15897 Bacteria; 
260386 Bacteria_16S 
strain Cal06 16S 


ribosom 


1196648 1196599 42 
2809 16S ribosomal RNA, partial sequence 
Deferribacterales; 
1207252 1207203 42 


91 


acteres; 
91 
ribosomal RNA, partial 


91 
al RNA, partial sequence 


Deferribacteraceae; 
1152707 1152658 42 


4 16S ribosomal RNA, partial sequence 
Clostridia; 


S ribosomal RNA, partial sequence 
Clostridiales; 


sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; 
1217736 1217687 42 


gi| 228716249 
1118333 11198 


Enterobacteriales; 


gi|228715451 


gi| 253680767 


gi| 253680766 
1134932 11363 


gi| 253680764 


A, complete sequence 1138010 1139535 Leifsonia 
mycetales; Micrococcineae; Microbacteriaceae; 
1149730 1149681 42 
ribosomal RNA, 


gi| 253680757 
1148654 11501 


gi| 253680755 
1151622 11530 


teobacteria; Alteromonadales; Psychromonadace 
1154124 1154075 42 


gi| 253680754 


somal RNA, partial sequence 115311811545 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Photo 
1158696 1158647 42 91 gi|228721491|ref 
partial sequence 1157686 1159115 Meiot 
Deinococci; Thermales; Thermaceae; Meiothermus. 
1161776 1161727 42 91 gi|228721225|ref 
44233 16S ribosomal RNA, partial sequence 11607 
Actinobacteridae; Actinomycetales; Fr 
1166363 1166314 42 91 gi|228720470|ref 


NA, partial sequence 1165300 1166687 Clostridi 
chi; Erysipelotrichales; Erysipelotrichac 
1176982 1176933 42 


gi|228718376 
1175949 11773 


Clostridiaceae; 


gi| 228717350 


228717037 
11834 
Ruminococc 
228716090 


gi 


Enterobacteriales; 


gi 


sequence 11940 
Thermoanaerobacterale 


gi 


Deferribacter 
gi|228715354 
12061 


gi|219878473 
1216681 12181 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


260386 Bacteria_16S 
strain Se-3111 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 


1222208 1222159 42 


91 


gi|219878356 


ref 


ref 


ref 


R 


ref 


ref 


ref 


ref 


ref 


eae. 
ref 


Clos 
ref 


R 


ref 


acea 
ref 


Ent 
ref 


Ent 
ref 


Ent 
ref 


Ent 
ref 


So Th 
ref 


acea 
ref 


Erys 
ref 


> Mi 


1121455 112289 
Mycoplas 


133500 113488 


67 Psychromonas 


Psychromonas. 


hermus ruber DSM 


39 1162206 Nakamu 


181973 118343 
Clostridi 


85 1184849 Anaero 


29 1195514 Carbox 


65 1197080 Denitr 


79 1207663 Cateni 


48 Arthrobacter 


NR_027549.1 
NR_027532.1 


NR_028015.1 


NR_028014.1 
oO. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_028005.1 
NR_028003.1 


ae; 
NR_028002.1 


bacterium. 
NR_027614.1 
NR_027604.1 
ankineae; Na 


NR_027592.1 


NR_027573.1 


tridium. 
NR_027562.1 


ales; Eubact 
NR_027558.1 


e; Anaerotru 
NR_027546.1 


erobacteriac 
NR_027545.1 


erobacteriac 
NR_027544.1 


erobacteriac 
NR_027543.1 


erobacteriac 
NR_027536.1 


hermoanaerob 
NR_027535.1 


e; Denitrovi 
NR_027526.1 


ipelotrichac 
NR_025612.1 


crococcaceae 


ref 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 
Enterobacteriac 


eae; Escherichia. 
Ureaplasma parvum 
3 Ureaplasma parvum 


mataceae; Ureaplasma. 


Corynebacterium 
1 Corynebacterium 


; Corynebacterineae; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 
Geovibrio. 


Psychromonas kaikoae 


kaikoae Bacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Meiothermus ruber DSM 
1279 Bacteria; 


Nakamurella 
rella multipartita DSM 


kamurellaceae; 


Clostridium spiroforme 


um spiroforme DSM 1552 Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Anaerotruncus 
truncus colihominis DSM 
ncus. 
Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 


NR_025495.1 


Salana multivorans 


1221167 1222613 Salana multivorans Bacteria; 


Salana. 


260386 Bacteria_ 


strain AM1114 16S 
Clost 


Firmicutes; 
260386 Bacteria_ 


gallinaceus strai 
gallinaceus Bacte 


260386 Bacteria_ 


variabilis strain 
Bacteria; Actinob 


Isoptericola. 
260386 Bacteria_ 


strain HI 11/12 1 
Bacteria; Aquific 


260386 Bacteria_ 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 
260386 Bacteria_1 
metallireducens s 
metallireducens B 
260386 Bacteria _1 
NS12 16S ribosoma 


Sphingobacteria; 


260386 Bacteria _1 
subsp. paredis st 


socranskii subsp. 


260386 Bacteria_1 


subsp. 
socranskii subsp. 


260386 Bacteria_1 


16S 1223735 1223686 42 


ridia; 
16S 


Clostridiales; 
1225246 1225197 42 


Firmicutes; 
1226756 1226707 42 


ria; 
16S 


16S 1231390 1231341 42 
6S ribosomal RNA, 


91 


ribosomal RNA, partial sequence 
Clostridiaceae; 


91 


n CCUG 42692 16S ribosomal RNA, partia 
Lactobacillales; 


91 


MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


91 


gi| 219878346 
1222664 12241 
Ca 
219878314 
1 
pt 
219878300 
ce 12257 
al 


gi 


Stre 
gi 


es; 


gi|219878275 


complete sequence 1230306 12317 


minicell 


sequence 
ococcace 


Micr 


ref|NR_025485.1 
a. 
ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref|NR_025439.1 
22 1227193 Isopte 
ococ 


ref|NR_025414.1 
93 Thermocrinis 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Streptococcus 
1 Streptococcus 
Ss. 

Isoptericola 
ricola variabilis 


cineae; Promicromonosporaceae; 


Thermocrinis albus 


albus DSM 14484 


buccale st 


limnophilus strai 
limnophilus Bacte 


260386 Bacteria_1 
16S ribosomal RNA, partial sequence 1255896 12573 


efficiens YS-314 


Bacteria; Actinob 


Corynebacterium. 


260386 Bacteria_16S 
strain A431 16S r 
G 
260386 Bacteria_16S 


Proteobacteria; 


mcbrellneri ATCC 


ATCC 49030 Bacter 
Brevibacteriaceae 
260386 Bacteria_16S 


strain CBS 107.95 


Bacteria; Actinob 
260386 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


260386 Bacteria_16S 
16S ribosomal RNA, partial sequence 
Clost 
260386 Bacteria_16S 


Clostridia; 


ganghwensis strai 
ganghwensis Bacte 


260386 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


260386 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


260386 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


acteria; Actinobacteridae; Actinomycet 


1258453 1258404 42 91 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1261446 1261397 42 91 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 

Brevibacterium. 
1262888 1262839 42 91 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 
1264429 1264380 42 91 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1265940 1265891 42 91 gi 


gi 


, 


ridiales; Clostridiaceae; Clostridium. 
1277913 1277864 42 91 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1285410 1285361 42 91 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1286967 1286918 42 91 gi 
in YKJ-101 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Jeotgali 
1288562 1288513 42 91 gi 


Weissella. 


al 


on 


nc 
Ac 


al 


s 


’ 


qu 
ia 


s 
if 


se 
co 


es; Cory 


219856813 
1257400 12588 
Vv 
219846707 


aceae; 


e 12603 
tinomyce 


219846681 


12618 


es; Cory 


219846655 


equence 
Spirocha 


219846539 
1264886 1266379 Clostridium grantii Bacteria 


219846127 


ence 
Altero: 


, 


219846054 


equence 
occus. 


219846053 


quence 
ccus. 


219846052 
1287447 1289004 Weiss 


260386 Bacteria_16S 1294562 1294513 42 91 gi| 228715348 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
260386 Bacteria_16S 1297471 1297422 42 91 gi| 219857534 


strain 2DT 16S ri 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain NCIMB 7030 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1298972 1298923 42 91 gi 
55 16S ribosomal RNA, partial sequence 


1296399 12978 


219846893 


12979 


ae; Aquificales; Aquificaceae; Thermocrinis. 
16S 1234387 1234338 42 91 gi|219878266|ref|NR_025405.1| Microbacterium 

rain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Microbacterium. 

6S 1245001 1244952 42 91 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
train 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
6S 1249528 1249479 42 91 gi|219857416|ref|NR_025004.1| Runella zeae strain 
1 RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteriales; Flexibacteraceae; Runella. 

6S 1252360 1252311 42 91 gi|219857241|ref|NR_024869.1| Treponema socranskii 
rain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

6S 1253887 1253838 42 91 gi|219857240|ref|NR_024868.1| Treponema socranskii 
rain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

6S 1255422 1255373 42 91 gi|219857194|ref|NR_024822.1| Brevibacillus 

n DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 

ria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

6S 1256938 1256889 42 91 gi|219857144|ref|NR_024772.1| Corynebacterium 


49 Corynebacterium efficiens YS-314 
nebacterineae; Corynebacteriaceae; 


ref |NR_024632.1| Vibrio halioticoli 
27 Vibrio halioticoli Bacteria; 

ibrio. 
ref |NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


Brevibacterium 
acterium mcbrellneri 
ineae; 


ref|NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_026247.1 

1263357 126483 
etaceae; Trepone 
ref|NR_026131.1 


Dietzia natronolimnaea 

a natronolimnaea 

ietziaceae; Dietzia. 
Treponema 

5 Treponema 

ma. 

Clostridium grantii Al 

Firmicutes; 


, 


ref|NR_025717.1 
1276861 127826 
monadales; Colwe 
ref|NR_025644.1 

1284334 128584 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Jeotgalicoccus 
0 Jeotgalicoccus 


ref |NR_025643.1 
1285891 128739 


Jeotgalicoccus 
6 Jeotgalicoccus 
Weissella soli strain 
ia; Firmicutes; 


ref 
ella 


NR_025642.1 
soli Bacter 


ref|NR_027520.1 


Be! Staphylococcus equorum 
1293463 129495 


6 Staphylococcus equorum 


ref|NR_025122.1| Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 


ref|NR_026485.1| Brevibacterium avium 
19 1299312 Brevibacterium avium Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 


260386 Bacteria_16S 
lactoaceticus 6A 
Bacteria; Firmicutes; 
Sedis; Caldicellu 
260386 Bacteria_16S 
cellulosolvens 6 
Bacteria; Firmicutes; 
260386 Bacteria_16S 

owensensis OL 16S 
Bacteria; Firmicutes; 
Sedis; Caldicellu 
260386 Bacteria_16S 


brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brock 
Thermoanaerobacteraceae; 


Thermoanaerobacte 
260386 Bacteria_16S 
subsp. subtilis s 
subsp. subtilis B 
260386 Bacteria_16S 
schleiferi subsp. 


260386 Bacteria_16S 
subsp. urealyticu 


rales; 


acteria; 


1302012 1301963 42 


Clostridia; 


losiruptor. 


1303524 1303475 42 


Clostridia; 
1305122 1305073 42 


ribosomal RNA, partial sequence 


Clostridia; 


losiruptor. 


1314164 1314115 42 


1315744 1315695 42 


Firmicutes; 
1318857 1318808 42 


1320399 1320350 42 


Clostridiales; 


91 gi 


16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterale 


91 gi 


16S ribosomal RNA, partial sequence 1302478 13039 
Eubacteriaceae; 


91 gi 


91 gi 


16S ribosomal RNA, 


Thermo 


91 gi 


train DSM 10 16S ribosomal RNA, partia 
Bacillales; 


Bacil 


91 gi 


coagulans strain GA 211 16S ribosomal 
Staphylococcus schleiferi subsp. coagul 


91 gi 


s strain MAW 8436 16S ribosomal RNA, p 


capitis subsp. urealyticus Bacteria; Firmicutes; Bacill 


260386 Bacteria_16S 
carnosus subsp. c 
carnosus subsp. c 
260386 Bacteria_16S 
dysgalactiae subs 


Streptococcaceae; 
260386 Bacteria_16S 
kristjanssonii 17 
kristjanssonii 17 
Family III. 
260386 Bacteria_16S 
subsp. carnosus s 


sakei subsp. carnosus Bacteria; 


260386 Bacteria_16S 
15470 strain E7.2 
Bacteria; Firmicutes; 
260386 Bacteria_16S 
strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 
260386 Bacteria_16S 
hafniense strain 
DCB-2 Bacteria; F 
260386 Bacteria_16S 
DSM 9799 16S ribo 
Proteobacteria; 
260386 Bacteria_16S 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 
tinobacteria; Actinobacteridae; Actinomycetales; 


4810 Bacteria; Ac 
Brachybacterium. 
260386 Bacteria_16S 


7R1B Bacteria; 


irmicutes; 


1321941 1321892 42 


1323481 1323432 42 


1325031 1324982 42 


1328095 1328046 42 


1329533 1329484 42 


Clostridia; 
1334210 1334161 42 


1341775 1341726 42 
Clostridia; 


1343353 1343304 42 


1346438 1346389 42 


1349510 1349461 42 


Firmicutes; 


91 gi 


arnosus strain 361 16S ribosomal RNA, 
arnosus Bacteria; 


Bacillal 


91 gi 


p- dysgalactiae strain ATCC 43078 16S 
Streptococcus dysgalactiae subsp. dysga 
Streptococcus. 


Incertae Sedis; Caldicellulosiruptor. 


5 16S ribosomal RNA, partial sequence 


91 gi| 219878140 

7R1B strain 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Thermoana 

91 gi| 219846129 

train CCUG 34545 16S ribosomal RNA, partial sequ 
Firmicutes; Lactobacillales; Lact 

91 gi|219846090 

13284 

Clostridiales; Veillonellaceae; 

91 gi| 228721490 


6S ribosomal RNA, partial sequence 1333148 13346 
acteria; Actinobacteridae; Actinomycet 


91 gi 


DCB-2 16S ribosomal RNA, partial seque 
Clostridiales; 


91 gi 


somal RNA, partial sequence 1342254 1343799 Ferri: 
Gammaproteobacteria; Alteromonadales; 


F 


91 gi 


91 gi 


1304017 13055 
Thermoanaerobacterale 


ii Bacteria; 


ans Bacteria; 


lactiae Bacteria; 


219846639 


s; Thermoa 


219846514 


219846460 


s; Thermoa 
228718892 
partial se 


anaerobact 
228716557 
1 sequence 
laceae; Ba 
228715349 
RNA, part 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
228715345 
ribosomal 


ales; Micr 
228721140 
nce 13406 
Peptococca 
228721107 


errimonada 
228720938 


228720600 


Firmicutes; 


Firmicutes; 


Firmicutes; 


ref|NR_026231.1 
naerobacterales 
ref|NR_026106.1 


Eubacterium. 
ref|NR_026051.1 


naerobacterales 


ref|NR_027577.1 
quence 131309 


er. 
ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_027521.1 
ial sequence 


ref|NR_027519.1 
uence 131930 
hylococcus. 
ref|NR_027518.1 
quence 132084 
lococcus. 
ref|NR_027517.1 
RNA, partial seq 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref 
ence 


NR_025719.1 
132699 
obacillaceae; La 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027613.1 


ococcineae; Beut 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref |NR_027602.1 
monas balearica 
ceae; Ferrimonas 
ref|NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 


ref|NR_027595.1 


Clostridia; 


Bacillales; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


Thermoanaerobacter 
4 1314606 


Bacillus subtilis 
3 Bacillus subtilis 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Streptococcus 
uence 1322385 1323890 


Lactobacillales; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 

Dialister invisus DSM 
ter invisus DSM 15470 


Beutenbergia cavernae 


32 Beutenbergia cavernae DSM 12333 


enbergiaceae; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Ferrimonas balearica 
DSM 9799 Bacteria; 


Brachybacterium 
bacterium faecium DSM 


Dermabacteraceae; 


Sanguibacter keddieii 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


260386 Bacteria_16S 
strain ATCC 33508 16S ribosomal RNA, partial seq 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


260386 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


260386 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


260386 Bacteria_16S 
strain E58 16S ribosomal RNA, 


1348448 13499 


keddieii DSM 10542 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1355584 1355535 42 


91 gi 


costicola Bacteria; Proteobacteria; Ga 
1357044 1356995 42 91 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1364462 1364413 42 91 gi 


16S ribosomal RNA, partial sequence 


irmicutes; 


1367477 1367428 42 


Clostridia; Clostridiales; 
91 gi 


complete sequence 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


ales; Micr 


228720264 
mmaproteob 


228720131 
quence 
ostridiale 
228719063 
13634 
Ruminococc 


42 Sanguibacter 
ococcineae; Sang 
ref 
uenc 
acte 


NR_027590.1 
e 135446 
ria; Vibrion 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027579.1 
15 1364816 Rumino 
Ruminococ 


228718799 


ref 


aceae; 
NR_027576.1 
1366379 1367926 Chlamydophila pecorum E58 Bacteria; 


uibacteraceae; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 


Chlamydophila pecorum 


260386 Bacteria_16S 1369072 1369023 42 91 gi|228718692|ref|NR_027575.1 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
260386 Bacteria_16S 1384175 1384126 42 91 gi|228716944|ref|NR_027557.1 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 13845 

Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 
260386 Bacteria_16S 1385703 1385654 42 91 gi|228716834|ref|NR_027556.1 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 138613 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadale 
Shewanella. 

260386 Bacteria_16S 1402157 1402108 42 91 gi|228715351|ref|NR_027523.1 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifso 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Microbacteriaceae; Leifsonia. 

260386 Bacteria_16S 1409594 1409545 42 91 gi|224581401|ref|NR_024719.1 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 14099 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

260386 Bacteria_16S 1411093 1411044 42 91 gi|224581432|ref|NR_027214.1 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 141148 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Strepto 
260386 Bacteria_16S 1412606 1412557 42 91 gi|224581450|ref|NR_027234.1 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 14130 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Alg 
260386 Bacteria_16S 1420197 1420148 42 91 gi| 224581445 |ref|NR_027227.1 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1421717 1421668 42 91 gi|224581444|ref|NR_027226.1 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 142216 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Micrococcaceae; Arthrobacter. 

260386 Bacteria_16S 1431041 1430992 42 91 gi|224581435|ref|NR_027217.1 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 14314 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobac 
260386 Bacteria_16S 1434132 1434083 42 91 gi|224581433|ref|NR_027215.1 
strain GD521 16S ribosomal RNA, partial sequence 1433051 14345 

Firmicutes; Bacillales; Staphylococcus. 

260386 Bacteria_16S 1435657 1435608 42 91 gi|224581431|ref|NR_027213.1 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

260386 Bacteria_16S 1441871 1441822 42 91 gi| 224581427 |ref|NR_027209.1 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filoba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

260386 Bacteria_16S 1443400 1443351 42 91 gi|224581426|ref|NR_027207.1 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actino 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; A 
260386 Bacteria_16S 1448005 1447956 42 91 gi|224581422|ref|NR_027203.1 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogiba 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incer 
Mogibacterium. 

260386 Bacteria_16S 1449504 1449455 42 91 gi|224581421|ref|NR_027202.1 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Prom 
Promicromonospora. 

260386 Bacteria_16S 1450952 1450903 42 91 gi|224581420|ref|NR_027201.1 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 145131 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Corynebacteriaceae; Corynebacterium. 

260386 Bacteria_16S 1453949 1453900 42 91 gi|224581418|ref|NR_027199.1 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 145438 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Micrococcaceae; Arthrobacter. 

260386 Bacteria_16S 1458373 1458324 42 91 gi|224581414|ref|NR_027195.1 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 145871 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomyc 
Arcanobacterium. 

260386 Bacteria_16S 1459833 1459784 42 91 gi|224581413|ref|NR_027194.1 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 14602 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenor 
260386 Bacteria_16S 1461366 1461317 42 91 gi|224581412|ref|NR_027193.1 


strain CCM 132 16 


S ribosomal RNA, partial sequence 


Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Leifsonia xyli subsp. 
nia xyli subsp. 


ineae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Streptococcus 
6 Streptococcus 
coccus. 
Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Paenibacillus 
acillus antarcticus 


Filobacillus 
cillus milosensis 


Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 
Mogibacterium 

cterium neglectum 

tae Sedis; 


Promicromonospora 
romonospora aerolata 
icromonosporaceae; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Arcanobacterium 
5 Arcanobacterium 


ineae; Actinomycetaceae; 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 


Kocuria carniphila 


1460297 1461811 Kocuria carniphila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


260386 Bacteria_16S 
strain HM-7 16S r 
Firmicutes; Clostridia; 
260386 Bacteria_16S 

strain JZC3 16S r 
Spirochaetes; Spirochaetales; 
260386 Bacteria_16S 
strain LTH 5753 1 
Firmicutes; Lactobacillales; 
260386 Bacteria_16S 1479653 1479604 42 
subsp. sciuri str 
subsp. sciuri Bacteria; 
260386 Bacteria_16S 

strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 
260386 Bacteria_16S 


1464475 1464426 42 


Clostridiales; 


1467492 1467443 42 


1478080 1478031 42 


Firmicutes; 
1490339 1490290 42 


1491815 1491766 42 


saccharolyticum WM1 16S ribosomal RNA, partial 


WM1 Bacteria; 
260386 Bacteria_16S 1499328 1499279 42 
51271 16S ribosomal RNA, 
Firmicutes; Clost 
260386 Bacteria_16S 
afermentans subsp 


1500831 1500782 42 


Actinomycetales; 
260386 Bacteria_16S 1502222 1502173 42 
strain DSM 20127 16S ribosomal RNA, 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


260386 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
260386 Bacteria_16S 
brockii subsp. 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
260386 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
260386 Bacteria_16S 
ATCC 49176 strain 
ATCC 49176 Bacteria; 
260386 Bacteria_16S 
strain 8025 16S r 
Proteobacteria; 
260386 Bacteria_16S 
strain PC18 16S r 
Firmicutes; Clost 
260386 Bacteria_16S 
strain PC80 16S r 
Firmicutes; Clost 
260386 Bacteria_16S 
strain OMZ833 16S 
Spirochaetes; Spi 
260386 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
260386 Bacteria_16S 
ayderensis strain 
Bacteria; Firmicutes; 
260386 Bacteria_16S 
paranensis strain 
paranensis Bacter 
Streptomycetaceae; Kitasatospora. 
260386 Bacteria_16S 
terrestris strain 
terrestris Bacter 
Streptomycetaceae; Kitasatospora. 
260386 Bacteria_16S 1559587 1559538 42 


1505259 1505210 42 


Firmicutes; 
1506661 1506612 42 


1509779 1509730 42 


paracasei Bacteria; 
1511358 1511309 42 


Firmicutes; 
1512726 1512677 42 


1518698 1518649 42 
1520210 1520161 42 
1523284 1523235 42 
rochaetales; 
1536922 1536873 42 
Saccharothrix. 


1555202 1555153 42 


Bacillales; 
1556599 1556550 42 


1558093 1558044 42 


ibosomal RNA, partial sequence 
Clostridiales Family XIII. 


ibosomal RNA, partial sequence 
Spirochaetaceae; 


complete sequence 
ridia; Clostridiales; Lachnospiraceae; 


lactiethylicus strain SEBR 5268 


Thermoanaerobacteraceae; 


GIFU 12707 16S ribosomal RNA, 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; Pa 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


91 


91 


91 


91 


ain DSM 20345 16S ribosomal RNA, 
Bacillales; 


91 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


91 


91 
1498 


91 


afermentans strain CIP 103499 16S ri 
Corynebacterium afermentans subsp. 


164-47 16S ribosomal RNA, partial seque 


paracasei strain R094 16S ribosomal RNA, 


ribosomal RNA, partial sequence 


NRRL B-16134 16S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; 


AB04 16S ribosomal RNA, partial sequence 


HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 


HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 


Lactobac 


Staphyl 


sequence 
Firmicutes; Clostridia; Clostridiales; Cl 


gi|224581410 
1463419 14648 


gi|224581408 
1466484 14678 


Treponema. 


gi|219878440 


6S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillaceae; 


illus. 
gi| 219878381 
compl 
ococcus. 

219846947 


14892 


gi 


ales; 
219846902 
14907 
ostridiace 
219846656 


gi 


gi 


269 1499735 Catonella 
atonella. 


Cc 
219846622 
bo 


gi 


Corynebacterium. 
91 gi|219846604|ref|NR_026196.1 
complete sequence 1501162 1502633 Sinomo 
occineae; Micrococcaceae 
91 gi|219846440|ref|NR_026031.1 
nce 1504208 150555 
Clostridia; Clostridiales; Eubacteriaceae; Eubac 
91 gi|219846365|ref|NR_025956.1 
16S ribosomal RNA, partial sequenc 
lactiethylicus Bacteria; Firmicutes; 
Thermoanaerobacter. 
91 gi|219846290|ref|NR_025880.1 
partial sequence 150868 
Firmicutes; Lactobacillales; Lactobacillacea 
91 gi| 219846273 |ref|NR_025863.1 
complete sequence 1510256 151166 
Lactobacillales; Aerococcaceae; Abiotrophia. 
91 gi| 219878127 |ref|NR_025266.1 
1511717 15130 
steurellaceae; Histophilus 
91 gi|219857618|ref|NR_025207.1 
1517647 15191 
Hespellia. 
91 gi|219857617|ref|NR_025206.1 
1519166 15206 
Hespellia. 
91 gi| 219857543 |ref|NR_025131.1 
1522207 15236 
Spirochaetaceae; Treponema. 
91 gi|219857378|ref|NR_024966.1 
al sequence 1535864 153737 
Actinomycetales; Pseudonoc 
91 gi|219857209|ref|NR_024837.1 
1554124 1555535 Anoxyb 
Bacillaceae; Anoxybacillus. 
91 gi|219846194|ref|NR_025784.1 
equence 1555586 155703 
Actinomycetales; Streptomy 
91 gi| 219846193 |ref|NR_025783.1 
equence 1557082 155852 
Actinomycetales; Streptomy 
91 gi|219846192|ref|NR_025782.1 


gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


ete sequence 1478573 14801 


Corynebacterineae; 


somal RNA, 
afermentans Bacteria; Actinobacteria; 
Corynebacterineae; Corynebacteriaceae; 


ref |NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 
ref|NR_027189.1 


ref|NR_025579.1 
22 Lactobacillus 
ref|NR_025520.1 
0 


ref|NR_026539.1 
76 1490698 Coryne 
Cc 


ref|NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_026248.1 
morbi ATCC 


ref 
c 


NR_026214.1 
omplete sequ 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Clostridium 
idium saccharolyticum 


Catonella morbi ATCC 
51271 Bacteria; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Sinomonas atrocyanea 

nas atrocyanea Bacteria; 
; Sinomonas. 
Eubacterium saphenum 

0 Eubacterium saphenum 

terium. 

Thermoanerobacter 

e 1505601 1507107 


Clostridia; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Histophilus somni 


77 Histophilus somni Bacteria; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Anoxybacillus 
acillus ayderensis 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


1558576 156000 
Streptomy 


Kitasatospora 
4 Kitasatospora 
cineae; 


260386 Bacteria_16S 1562619 1562570 42 91 


kestanbolensis strain K4 16S ribosomal RNA, partial sequence 


kestanbolensis Bacteria; 
260386 Bacteria_16S 


Firmicutes; Bacillales; 
1565473 1565424 42 91 


goodfellowii strain LB57 16S ribosomal RNA, partial sequence 
Fusobacter 


goodfellowii DSM 19756 Bacteria; Fusobacteria; 
260386 Bacteria_16S 1567006 1566957 42 91 
strain LB37 16S ribosomal RNA, partial sequence 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
260386 Bacteria_16S 1568541 1568492 42 91 
strain LB23 16S ribosomal RNA, partial sequence 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
260386 Bacteria_16S 1577622 1577573 42 91 


papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 15765 
Clostridiales; 


2782 Bacteria; Firmicutes; 
260386 Bacteria_16S 


Clostridia; 


1583700 1583651 42 91 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 15841 
Viridibacillus. 


Firmicutes; Bacillales; 
260386 Bacteria_16S 


Planococcaceae; 


1585255 1585206 42 91 


strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 15856 
Viridibacillus. 


Firmicutes; Bacillales; Planococcaceae; 
260386 Bacteria_16S 1586810 1586761 42 
LMG 22167 16S ribosomal RNA, partial sequence 
Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1588369 1588320 42 
strain LMG 21727 
Firmicutes; Lactobacillales; 
260386 Bacteria_16S 


91 


91 


Enterococcaceae; 


1603832 1603783 42 91 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


picturae Bacteria; 
Brevibacterium. 
260386 Bacteria_16S 
strain DSM 12798 


1605370 1605321 42 91 


260386 Bacteria_16S 
arilaitensis stra 


1606911 1606862 42 91 


Arthrobacter. 
260386 Bacteria_16S 
decolorationis st 


1608420 1608371 42 91 


decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alt 
Shewanella. 
260386 Bacteria_16S 1609888 1609839 42 91 gi| 219878470 


subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial se 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; St 
260386 Bacteria_16S 1624946 1624897 42 91 gi| 219878460 
strain BA134 16S ribosomal RNA, partial sequence 1623889 16253 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteria 
260386 Bacteria_16S 1626420 1626371 42 91 gi| 219878459 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Intrasporangiaceae; Arsenicicoccus. 

260386 Bacteria_16S 1630964 1630915 42 91 gi| 219878456 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1632492 1632443 42 91 gi| 219878455 


inopinata strain 
Bacteria; 
260386 Bacteria_16S 1635628 1635579 42 91 
maitriensis strain S1 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; 
260386 Bacteria_16S 1637090 1637041 42 
R-16300 16S ribosomal RNA, partial sequence 
Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1638581 1638532 42 
R-15447 16S ribosomal RNA, partial sequence 
Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1652266 1652217 42 
galactosidilyticu 
galactosidilyticus Bacteria; 
260386 Bacteria_16S 


91 


91 


91 


Firmicutes; 
1658404 1658355 42 


91 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococ 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


in Rell7 16S ribosomal RNA, partial sequence 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


rain S12 16S ribosomal RNA, partial sequence 


143-02 16S ribosomal RNA, partial sequ 
Firmicutes; Erysipelotrichi; Erysipelotrichal 


Planococcaceae; 


1636012 1637452 Bacil 


1637503 1638932 Bacil 


s strain LMG 17892 16S ribosomal RNA, 
Bacillales; 


gi|219846143 


Bacill 
gi 


aceae; Ano 
219846059 


iales; F 
gi| 219846058 
1565947 15674 

Leptotrichia. 
gi| 219846057 
1567482 15689 

Leptotrichia. 
gi| 219846510 


Cc 
gi 


lostridiac 
219878489 


gi|219878488 


gi| 219878487 
1585730 15872 
gi|219878486 
cus. 

gi| 219878475 
tinomyceta 


gi| 219878474 
occineae 
gi| 219878472 
Actinomy 


gi|219878471 


ence 16314 
es; Erysip 
gi| 219878453 
sequence 16345 
Planococcus. 
gi| 219878452 


219878451 


219878441 
partial se 
Bacillaceae; 


gi 


ref |NR_025733.1 

1561538 156291 
xybacillus. 
ref|NR_025649.1 

1564412 156589 
usobacteriaceae; 
ref|NR_025648.1 
31 Leptotrichia 


ref|NR_025647.1 
67 Leptotrichia 


ref|NR_026102.1 
77 1578067 Clostr 
eae; 


ref |NR_025628.1 


ref|NR_025627.1 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025625.1 
92 Enterococcus 


NR_025614.1 
1602772 160426 
les; Micrococcin 


ref|NR_025613.1 
05 Arthrobacter 
3; Micrococcaceae 
1 


les; ° 


NR_025610.1 
1607365 160881 
eromonadales; Sh 


ref|NR_025609.1 
quence 160886 
reptococcaceae; 
ref|NR_025599.1 


ceae; Belliella. 
ref|NR_025598.1 

1625384 162685 
tales; Micrococc 


ref|NR_025595.1 


ref |NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref |NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref 
quen 
Bac 


NR_025580.1 
ce 165119 
illus. 


gi|219878436 


Clostridium. 


24 Viridibacillus 


79 Viridibacillus 


Anoxybacillus 
3 Anoxybacillus 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Clostridium 
idium papyrosolvens DSM 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Enterococcus italicus 


italicus Bacteria; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Belliella baltica 


33 Belliella baltica Bacteria; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Bacillus 
2 1652677 Bacillus 


ref|NR_025575.1 


Vibrio fortis strain 


CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


260386 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


260386 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


260386 Bacteria_16S 


strain Albert 199 


Proteobacteria; G 


260386 Bacteria_16S 


strain R2014 16S 


1659959 1659910 42 91 gi| 219878435 |ref|NR_025574.1 
ribosomal RNA, partial sequence 1658880 16603 
ammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

1661507 1661458 42 91 gi|219878434|ref|NR_025573.1 
ain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 166191 
teria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcin 

1667639 1667590 42 91 gi|219878430|ref|NR_025569.1 
82 16S ribosomal RNA, partial sequence 1666570 1668063 Escher 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Esche 

1669161 1669112 42 91 gi| 219878429 |ref|NR_025568.1 
ribosomal RNA, partial sequence 1668114 16695 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 

1670717 1670668 42 91 gi|219878428|ref|NR_025567.1 


260386 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


260386 Bacteria_16S 


strain 888-76 16S 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
260386 Bacteria_16S 1682815 1682766 42 91 gi|219878420|ref|NR_025559.1 
strain R5292 16S ribosomal RNA, partial sequence 1681727 16832 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
260386 Bacteria_16S 1684338 1684289 42 91 gi| 219878419 |ref|NR_025558.1 
lacusfryxellense strain C/C-an/Bl1 16S ribosomal RNA, partial sequence 168328 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
260386 Bacteria_16S 1685822 1685773 42 91 gi| 219878418 |ref|NR_025557.1 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 16861 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1688801 1688752 42 91 gi|219878415|ref|NR_025554.1 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 16892 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1690373 1690324 42 91 gi|219878414|ref|NR_025553.1 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planoc 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

260386 Bacteria_16S 1693484 1693435 42 91 gi|219878412|ref|NR_025551.1 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 169391 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Des 
260386 Bacteria_16S 1698126 1698077 42 91 gi| 219878409 |ref|NR_025548.1 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

260386 Bacteria_16S 1699675 1699626 42 91 gi| 219878408 |ref|NR_025547.1 


CAIM 578 16S ribo 
Gammaproteobacter 


260386 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


260386 Bacteria_16S 


strain SH1 16S ri 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
260386 Bacteria_16S 1708855 1708806 42 91 gi|219878402|ref|NR_025541.1 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
260386 Bacteria_16S 1710362 1710313 42 91 gi|219878401|ref|NR_025540.1 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

260386 Bacteria_16S 1714899 1714850 42 91 gi| 219878398 |ref|NR_025537.1 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 171532 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobact 
Sphingobacterium. 

260386 Bacteria_16S 1716433 1716384 42 91 gi| 219878397 |ref|NR_025536.1 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 17168 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
260386 Bacteria_16S 1717987 1717938 42 91 gi| 219878396 |ref|NR_025535.1 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 17183 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
260386 Bacteria_16S 1719509 1719460 42 91 gi| 219878395 |ref|NR_025534.1 
strain A37 16S ribosomal RNA, partial sequence 1718445 17199 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
260386 Bacteria_16S 1736191 1736142 42 91 gi| 219878384 |ref|NR_025523.1 


vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1672244 1672195 42 91 gi 
ribosomal RNA, partial sequence 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1702804 1702755 42 91 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1707297 1707248 42 91 gi 
bosomal RNA, partial sequence 


1669639 16711 


cl 


somal RNA, partial sequence 1698596 1700102 Vibri 


nc 
11 


219878427 
1671187 16725 


219878406 


219878403 
1706248 17077 


ostridium. 


ref|NR_025566.1 


© pomeroyi Bacte 


ref|NR_025545.1 


e 1701702 1703230 Haloba 


us. 


ref|NR_025542.1 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Sporosarcina 
6 Paenisporosarcina 


a. 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Enterobacter cowanii 


48 Enterobacter cowanii Bacteria; 


obacter. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Clostridium 

5 1684702 Clostridium 
Clostridium. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Planococcus 
occus rifietoensis 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Halobacillus 
cillus karajensis 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Sphingobacterium 
1 Sphingobacterium 


eriaceae; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 


1735130 173662 


Actinomyces 
2 Actinomyces 


vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


260386 Bacteria_16S 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 


260386 Bacteria_16S 
strain ATCC 19645 16S ribosomal RNA, partial sequence 
Streptococcaceae; 


Firmicutes; 


Firmicutes; 


Proteobacteria; 


sacelli Bacteria; 
Brachybacterium. 


260386 Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


260386 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial seq 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; 


260386 Bacteria_16S 


entericus strain 


entericus Bacteria; 
260386 Bacteria_16S 


saalensis strain 
Bacteria; 
Sedimentibacter. 


260386 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


260386 Bacteria_16S 


strain LMG 20362 


Proteobacteria; G 


260386 Bacteria_16S 
ain DSM 1355 16S ribosomal RNA, partial 
Bacillales; 


agaridevorans str 
agaridevorans Bac 


260386 Bacteria_16S 
n DSM 1327 16S ribosomal RNA, 
Bacillales; 


agarexedens strai 
agarexedens Bacte 


260386 Bacteria_16S 


strain 4-0 16S ri 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


260386 Bacteria_16S 
n LMG 20964 16S ribosomal RNA, partial 
Bacillales; 


carmonensis strai 
carmonensis Bacte 


260386 Bacteria_16S 


R-3712 16S riboso: 
Gammaproteobacter 


LMG 19999 16S rib 
Proteobacteria; G 


Lactobacillales; 
260386 Bacteria_16S 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 
Bacillales; 
260386 Bacteria_16S 

strain 2825 16S r 
G 


Firmicutes; 


1739236 1739187 42 


Actinomyces. 
1745455 1745406 42 
1752980 1752931 42 

Bacillaceae; 


1757658 1757609 42 


1760648 1760599 42 


1762169 1762120 42 


1763691 1763642 42 


Brachybacterium. 
1765169 1765120 42 
CECT 5353 
Firmicutes; 
1768112 1768063 42 


Clostridia; 


1771123 1771074 42 
UG 39943 1 


Corynebacterium. 
1777109 1777060 42 


e; 


1778634 1778585 42 


teria; Firmicutes; 


1780183 1780134 42 


Firmicutes; 
1781729 1781680 42 


ria; 


1789083 1789034 42 


1790663 1790614 42 


Firmicutes; 
1792217 1792168 42 
mal RNA, partial sequence 


ria; 


1793691 1793642 42 


1795246 1795197 42 


15052 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


strain LMG 20546 
Proteobacteria; G 
strain LMG 20536 


Proteobacteria; G 


260386 Bacteria_16S 


1796731 1796682 42 


1798285 1798236 42 


1799776 1799727 42 


Bacillus. 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
260386 Bacteria_16S 


91 


91 


91 


91 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Psychromona 
260386 Bacteria_16S 
sacelli strain LM 


91 


G 20345 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


91 


91 


91 


16S ribosomal RNA, partial sequence 
Lactobacillales; 


91 


ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


91 


6S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


91 


16S ribosomal RNA, partial sequence 1776030 17774 
ammaproteobacteria; Vibrionales; Vibrionaceae; 


91 


91 


P 


91 


91 


n BC448 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


91 
B 
91 
17 
91 
91 
17 


91 


16S ribosomal RNA, partial sequence 1795652 17971 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
260386 Bacteria_16S 


91 


16S ribosomal RNA, partial sequence 1797206 17986 
ammaproteobacteria; Vibrionales; Vibrionaceae; 


91 


219878382 
sequenc 
Actinomy 


gi 


219878377 
17443 
Streptococcus. 

gi| 219878372 


gi 


gi|219878367 
1756574 17580 


gi| 219878365 


gi|219878364 


gi| 219878363 


Act 


gi| 219878361 
Streptococcaceae 

gi| 219878359 
17670 
Clostridiales Fa 


gi|219878357 


gi| 219878352 
Vv 
219878351 
sequence 
Paenibacillaceae; 
gi| 219878350 
partial sequence 
aenibacillaceae; P 
gi| 219878349 
1780670 17821 


gi 


gi|219878343 


Actinomyc 
219878342 
sequence 


acillaceae; Virgib 
gi| 219878341 


gi 


91138 1792572 Vibrio chagasii Bacte 
ia; Vibrionales; Vibrionaceae; Vibrio. 
260386 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
260386 Bacteria_16S 


gi|219878340 
1792623 17941 
V 


gi| 219878339 


94167 1795601 Vibrio xuii Bacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 
260386 Bacteria_16S 


gi| 219878338 


Vv 


gi|219878337 


Vv 


ref|NR_025521.1 
e 1738160 173968 


ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025511.1 


ref|NR_025506.1 
69 Psychromonas 
daceae; 
ref|NR_025504.1 

1759669 176107 
es; Micrococcine 
ref|NR_025503.1 

1761124 176259 
ales; Micrococci 


ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


ref|NR_025500.1 

1764167 176550 
; Streptococcus. 
ref|NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 


ref|NR_025496.1 
1770072 177148 
es; Corynebacter 


ref|NR_025491.1 
ibrio. 
ref |NR_025490.1 

1777548 177905 
Paenibacillus. 
ref |NR_025489.1 

1779107 178061 
aenibacillus. 
ref |NR_025488.1 


; Micrococcaceae 
ref |NR_025482.1 

1788037 178951 
etales; Frankine 


ref|NR_025481.1 
1789570 179108 
acillus. 
ref |NR_025480.1 


ref|NR_025479.1 


ibrio. 


ref|NR_025478.1 


ref|NR_025477.1 


ibrio. 
ref|NR_025476.1 


ibrio. 


gi| 219878336 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 


Actinomyces 
1 Actinomyces 


cetales; Actinomycineae; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Psychromonas profunda 


profunda Bacteria; 
Psychromonas. 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Streptococcus 
1 Streptococcus 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Corynebacterium 
6 Corynebacterium 


ineae; 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Blastococcus 

9 Blastococcus 

ae; Geodermatophilaceae; 


Virgibacillus 
7 Virgibacillus 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


ref|NR_025475.1 
1798724 180016 


Arthrobacter 
8 Arthrobacter 


gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


260386 Bacteria_1 


stellifer strain 
Bacteria; 


decolorationis st 
decolorationis Ba 


260386 Bacteria_16S 
LMG 19488 16S ribosomal RNA, 
Bacillales; 


necropolis strain 
necropolis Bacter 


260386 Bacteria_16S 
ain DSM 14281 16S ribosomal RNA, parti 


paurometabola str 
paurometabola Bac 


Cellulomonadaceae 
260386 Bacteria_16S 
16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 
260386 Bacteria_16S 
flaccumfaciens pv 

Curtobacterium flaccumfaciens pv. 


strain DSM 46000 


Actinomycetales; 


260386 Bacteria_16S 


strain P 297/02 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 
herbarum strain P 


herbarum Bacteria 
Curtobacterium. 


260386 Bacteria_16S 


strain P 229/10 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


260386 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


260386 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


260386 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


260386 Bacteria_16S 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


260386 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


260386 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


260386 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


260386 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


260386 Bacteria_16S 


Firmicu 
260386 Bacteria 1 


6S 1801299 1801250 42 91 
IS1 16S ribosomal RNA, partial 
tes; Bacillales; Paenibacillac 
6S 1802867 1802818 42 91 


cteria; Firmicutes; 
1804434 1804385 42 


Firmicutes; 
1805966 1805917 42 


ia; 


rain LMG 19507 16S ribosomal RNA, part 
Bacillales; 


91 


Ba 
91 


teria; Actinobacteria; Actinob 
Oerskovia. 
1807504 1807455 42 


’ 


91 


1809061 1809012 42 91 
n CMS 26o0r 16S ribosomal RNA, 
ria; Firmicutes; Bacillales; P 
1812086 1812037 42 91 
flaccumfaciens strain LMG 36 
flacc 
Micrococcineae; Microbacteriac 
1819763 1819714 42 91 
6S ribosomal RNA, partial sequ 


1821295 1821246 42 91 
420/07 16S ribosomal RNA, par 
Actinobacteria; Actinobacter 


v 


1822821 1822772 42 91 
6S ribosomal RNA, partial sequ 


1824403 1824354 42 91 
16S ribosomal RNA, complete se 
tes; Bacillales; Bacillaceae; 
1841168 1841119 42 91 
ain DSM 10667 16S ribosomal RN 
teria; Firmicutes; Lactobacill 
1842709 1842660 42 91 
S ribosomal RNA, partial seque 
lales; Bacillaceae; Bacillus. 
1844272 1844223 42 91 
S ribosomal RNA, partial seque 
bacillales; Carnobacteriaceae; 
1847287 1847238 42 91 
train NF22 16S ribosomal RNA, 
acteria; Proteobacteria; Gamma 


1848814 1848765 42 91 
n CCUG 44697 16S ribosomal RNA 
ria; Actinobacteria; Actinobac 
Arcanobacterium. 
1854792 1854743 42 91 
rain CCUG 44365 16S ribosomal 
cteria; Firmicutes; Lactobacil 
1857745 1857696 42 91 
6S ribosomal RNA, partial sequ 
bacillales; Carnobacteriaceae; 
1859274 1859225 42 91 
in CCUG 41823 16S ribosomal RN 
eria; Actinobacteria; Actinoba 
e; Corynebacterium. 
1871536 1871487 42 91 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillu 
1874598 1874549 42 91 


gi|219878335|ref|NR_025474.1| Paenibacillus 
sequence 1800219 1801737 Paenibacillus stellifer 
eae; Paenibacillus. 
gi|219878334|ref|NR_025473.1| Bacillus 
ial sequence 1801788 1803290 Bacillus 
Bacillaceae; Bacillus. 
gi|219878333|ref|NR_025472.1| Virgibacillus 
complete sequence 1803341 1804862 Virgibacillus 
cillaceae; Virgibacillus. 
gi|219878332|ref|NR_025471.1| Oerskovia 
al sequence 1804913 1806398 Oerskovia 
acteridae; Actinomycetales; Micrococcineae; 
gi|219878331|ref|NR_025470.1| Oerskovia jenensis 


oc 
219878330 
sequence 
aceae; 
219878328 
ib 


gi 
partial 
lanococc 
gi 
45 16S r 


Curto 
gi|219878323 
ence 1818718 18201 
oc 
219878322 
uence 

tL 


eae; 


gi 
tial seq 
idae; Ac 


gi|219878321 
ence 1821775 18232 
oc 
219878320 
18233 


gi 
quence 
Halobaci 

gi 
A, parti 
ales; Lact 
gi| 219878307 
1841624 18431 


llus. 
219878308 
al sequenc 


nce 


gi| 219878306 
nce 1843183 18446 
Isobaculum. 
gi| 219878304 
partial sequence 
proteobacteria; Al 


219878303 
1 sequence 
Actinomyc 


gi 
, partia 
teridae; 


gi| 219878298 
RNA, partial seque 
lales; Aerococcace 
gi| 219878296 
ence 1856650 18581 
Trichococcus. 
gi| 219878295 
A, partial sequenc 
cteridae; Actinomy 
gi| 219878287 
1870444 18719 
Ss. 


219878285 


gi 


nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


occineae 
Pla 
osomal R 


umfaciens Bacteria; Actinobacteria; Actinobacteridae; 
bacteriu 


occineae 


nomyceta 


occineae 


obacilla 


; Cellulomonadac 
ref|NR_025469.1 

1807983 180946 
nococcus. 
ref|NR_025467.1 
NA, partial sequ 


m. 
ref |NR_025462.1 
91 Plantibacter 
; Microbacteriac 
ref|NR_025461.1 

1820242 182172 
les; Micrococcin 


ref |NR_025460.1 


; Microbacteriac 
ref|NR_025459.1 
01 1824836 Haloba 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref |NR_025446.1 


ref|NR_025445.1 


ref|NR_025443.1 
1846218 184771 
teromonadales; S 


ref|NR_025442.1 
1847763 184924 
etales; Actinomy 


ref 
nce 


NR_025437.1 

185372 
ae; Globicatell 
ref|NR_025435.1 
69 Trichococcus 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


ref |NR_025426.1 


ref|NR_025424.1 


a. 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Planococcus 
1 Planococcus 


Curtobacterium 
ence 1811040 1812516 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Halobacillus trueperi 
cillus trueperi 


Lactobacillus 
3 Lactobacillus 
lus. 
Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Arcanobacterium 
8 Arcanobacterium 


cineae; 


Globicatella 
6 1855215 Globicatella 


Trichococcus palustris 


palustris Bacteria; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Arthrobacter 


1873541 187493 


6 Arthrobacter 


260386 Bacteria_16S 


strain HK85 16S r 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
260386 Bacteria_16S 


1876059 1876010 42 91 
ibosomal RNA, partial sequence 


gi 


st 


1891592 1891543 42 91 gi 


219878284 
1874987 18764 


eurellac 


219878270 


strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 18919 


ref 


eae; 
ref 


NR_025423.1 


Haemophilus 
NR_025409.1 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1893113 1893064 42 91 gi|219878269|ref|NR_025408.1| Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1894664 1894615 42 91 gi| 219878268 |ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
Desulfomicrobium. 

260386 Bacteria_16S 1900835 1900786 42 91 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

260386 Bacteria_16S 1907939 1907890 42 91 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
260386 Bacteria_16S 1909387 1909338 42 91 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

260386 Bacteria_16S 1910923 1910874 42 91 gi| 219878256 |ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

260386 Bacteria_16S 1915447 1915398 42 91 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

260386 Bacteria_16S 1918600 1918551 42 91 gi| 219878249 |ref|NR_025388.1| Pediococcus inopinatus 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

260386 Bacteria_16S 1929348 1929299 42 91 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

260386 Bacteria_16S 1930884 1930835 42 91 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

260386 Bacteria_16S 1932437 1932388 42 91 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

260386 Bacteria_16S 1933887 1933838 42 91 gi| 219878239 |ref|NR_025378.1| Desulfomicrobium orale 
strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 

260386 Bacteria_16S 1938404 1938355 42 91 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

260386 Bacteria_16S 1941379 1941330 42 91 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1942921 1942872 42 91 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 


strain LMG 18419 
Firmicutes; Bacil 


260386 Bacteria_16S 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


260386 Bacteria_16S 


strain CCUG 41706 
Actinobacteria; A 


260386 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


lales; Paenibacillaceae; Paenibacillus. 
1949120 1949071 42 91 gi 
333/02 16S ribosomal RNA, partial seq 


Actinobacteria; Actinobacteridae; Ac 


ue 
ti 


’ 


1952231 1952182 42 91 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1953685 1953636 42 91 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


no 


s 
Ac 


16S ribosomal RNA, partial sequence 1941853 19433 


219878229 


nce 
nomyceta 


219878227 


19511 
mycineae 


219878226 


equence 
tinomyce 


260386 Bacteria_16S 


1955172 1955123 42 91 gi 


219878225 


ref 
les; 
ref 


*- AC 
ref 


tale 


ref 


47 Paenibacillus 


1948071 19495 


63 1952590 Actin 


1952641 19540 


NR_025368.1 
5 
Micrococcin 
NR_025366.1 
fo) 
tinomycetace 
NR_025365.1 
4 
c 


s; Coryneba 


cookii Bacteria; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Corynebacterium 

7 Corynebacterium 

terineae; 


NR_025364.1 


Actinomyces 


urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


260386 Bacteria_16S 1958127 1958078 42 91 gi| 219878223 

strain CF-25 16S ribosomal RNA, partial sequence 1957067 19585 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
260386 Bacteria_16S 1959683 1959634 42 91 gi| 219878222 

strain CF-43 16S ribosomal RNA, partial sequence 1958616 19601 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
260386 Bacteria_16S 1961252 1961203 42 91 gi| 219878221 

strain m2661/98/1 16S ribosomal RNA, partial sequence 19601 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

260386 Bacteria_16S 1962744 1962695 42 91 gi| 219878220 

strain 95Al1 16S ribosomal RNA, complete sequence 1961654 19631 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
260386 Bacteria_16S 1968840 1968791 42 91 gi|219878216 

strain ET-5b 16S ribosomal RNA, partial sequence 1967755 19691 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Ther 
260386 Bacteria_16S 1973151 1973102 42 91 gi| 219878213 

strain CK58 16S ribosomal RNA, partial sequence 1972100 19735 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
260386 Bacteria_16S 1974730 1974681 42 91 gi| 219878212 

strain 581 16S ribosomal RNA, partial sequence 1973642 19751 

Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

260386 Bacteria_16S 1977860 1977811 42 91 gi| 219878210 

macestii strain M-9 16S ribosomal RNA, partial sequence 19767 

Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
260386 Bacteria_16S 1980956 1980907 42 91 gi| 219878208 

haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequenc 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; Arcanobacterium. 

260386 Bacteria_16S 1988819 1988770 42 91 gi| 219878203 

strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
260386 Bacteria_16S 1990367 1990318 42 91 gi| 219878202 

proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequenc 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Ent 
Serratia. 

260386 Bacteria_16S 1991915 1991866 42 91 gi|219878201 

strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 19923 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
260386 Bacteria_16S 1993458 1993409 42 91 gi| 219878200 

strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 19938 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
260386 Bacteria_16S 1995006 1994957 42 91 gi| 219878199 

strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 19954 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
260386 Bacteria_16S 1996541 1996492 42 91 gi| 219878198 

strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 19969 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
260386 Bacteria_16S 1998086 1998037 42 91 gi| 219878197 

strain DSM 30118 16S ribosomal RNA, partial sequence 1997016 19985 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
260386 Bacteria_16S 1999625 1999576 42 91 gi| 219878196 

DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragi 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragi 

260386 Bacteria_16S 2001159 2001110 42 91 gi| 219878195 

proteus strain 42 16S ribosomal RNA, partial sequence 20000 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

260386 Bacteria_16S 2002695 2002646 42 91 gi| 219878194 

strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 

260386 Bacteria_16S 2004227 2004178 42 91 gi| 219878193 

strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 

260386 Bacteria_16S 2005772 2005723 42 91 gi| 219878192 

strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 20061 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 

260386 Bacteria_16S 2007318 2007269 42 91 gi|219878191 

strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20077 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 

260386 Bacteria_16S 2008862 2008813 42 91 gi| 219878190 


ref|NR_025362.1 


7 Mi 
ref 


crococcaceae 
NR_025361.1 
16 Arthrobacter 
; Micrococcaceae 
ref |NR_025360.1 
67 1961603 Vagoco 


ref|NR_025359.1 


Arthrobacter luteolus 


65 Arthrobacter luteolus Bacteria; 


, 


Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


v 


Arthrobacter. 
Vagococcus fessus 
ccus fessus Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Pasteurella 
NR_025355.1 


eae; 
ref 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


mica 
ref 


nus. 
NR_025352.1 


m. 


ref|NR_025351.1 


ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025347.1 
e 1979903 198138 
; Actinomycetale 


ref |NR_025342.1 


teri 
ref 


aceae; Tatum 
NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025338.1 


teri 
ref 


aceae; Serra 
NR_025337.1 


teri 
ref 


aceae; Rahne 
NR_025336.1 


teri 
ref 
a fo 
a. 

ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 
ref |NR_025333.1 


aceae; Prote 
NR_025335.1 
ntium Bacter 


teri 
ref 


aceae; Lemin 
NR_025332.1 


teriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref|NR_025329.1 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 

Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


Llay 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 
bacterium proteus 

eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 


2007792 200929 


5 Buttiauxella 


260386 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


260386 Bacteria_16S 
odoriferum strain LMG 17566 
Pectobacterium carotovorum subsp. odori 
Pectobacterium. 


carotovorum subsp 


Enterobacteriales 


260386 Bacteria_16S 
DSM 20132 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


260386 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


260386 Bacteria_16S 


strain CCUG 35957 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


260386 Bacteria_16S 
16S ribosomal RNA, partial sequence 2037802 20 
lales; Bacillaceae; Virgibacillus. 
260386 Bacteria_16S 
ibosomal RNA, complete sequence 


strain LMG 12370 
Firmicutes; Bacil 


strain KK19 16S r 
Firmicutes; Bacil 


260386 Bacteria_16S 
16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


strain ATCC 35585 
Firmicutes; Clost 


260386 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


xylanilyticus str 
xylanilyticus Bac 


260386 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


260386 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
260386 Bacteria_16S 
ribosomal RNA, partial sequence 
Bacillus. 


strain 63 16S rib 
Proteobacteria; G 


strain SW-72 16S 
Firmicutes; Bacil 


260386 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


260386 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


260386 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


260386 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


260386 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


260386 Bacteria_16S 
train AIP 412.00 16S ribosomal RNA, pa 


micronuciformis s 
micronuciformis B 


260386 Bacteria_16S 


2010421 2010372 42 


2028293 2028244 42 


; Enterobacteriaceae; 


2031239 2031190 42 


e; Corynebacterium. 
2032733 2032684 42 
FR-11 16S ribosomal RNA, 


2035804 2035755 42 


2037328 2037279 42 
CL553 16S ribosomal RNA, 


2038884 2038835 42 


2048269 2048220 42 


lales; Paenibacillaceae; 
2060570 2060521 42 

ridia; Clostridiales; 
2066562 2066513 42 


2071239 2071190 42 

ain XE 16S ribosomal RNA, 
teria; Firmicutes; 
2083566 2083517 42 

ATCC 33200 16S ribosomal 
a; Firmicutes; 
2092577 2092528 42 


2095676 2095627 42 


lales; Bacillaceae; 
2103327 2103278 42 

6N 16S 
acteria 


La 
2109330 2109281 42 
bosomal 
ridia; Clostridiales; 
2115421 2115372 42 


ribosomal RNA, 
lales; Bacillaceae; 
2121496 2121447 42 


Enterobacteriales; 

2124524 2124475 42 
ribosomal RNA, 
lales; Bacillaceae; 
2126080 2126031 42 
ribosomal RNA, 
lales; Bacillaceae; 
2141137 2141088 42 


ia; 


acteria; Firmicutes; 
2163723 2163674 42 


6S ribosomal RNA, partial sequence 2009346 20 
ammaproteobacteria; Enterobacteriales; 


tes; Bacillales; Alicyclobacillaceae; 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


260386 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
260386 Bacteria_16S 


Bacillales; 


Lactobacillales; 


ribosomal RNA, partial sequenc 
Deltaproteobacteria; 


RNA, partial sequence 
Clostridiaceae; 


partial sequence 
Halobacillus. 


partial sequence 
Bacillus. 


partial sequence 
Bacillus. 


91 219878189 
108 
Enterobac 

gi|219878177 
16S ribosomal RNA, 


ferum Bacteria; 


gi 


91 


91 219878175 


equence 


gi 


inomycet 

91 gi| 219878174 
partial sequence 20316 
Alicycloba 

91 gi| 219878171 
20347 

ococcineae 

91 gi| 219878170 
partial sequence 20362 
ales; Cory 

91 gi| 219878169 


393 


91 gi| 219878160 
2047168 20487 

Paenibacillus. 
91 gi| 219878150 


20595 
Eubacteriu 
219878146 
ce 20655 
ales; Micr 
219878143 
uence 
cillaceae; 
219878134 
sequence 
Lactobacillaceae 
gi|219878128 
2091488 20930 
Shewanellac 
gi|]219878125 
2094597 20961 


91 gi 


91 gi 
complete seq 
Paeniba 
gi 
partial 


91 
RNA, 


91 


91 


91 219878118 
e 21022 
Desulfovibrionales 
gi| 219873437 
2108290 21097 
Clostridiu 


219857658 


gi 


91 


91 gi 


ibosomal RNA, partial sequence 2114343 21158 
lales; Planococcaceae; Planococcus. 
2120027 2119978 42 91 gi|219857655 


2118933 21204 


91 gi| 219857654 


somal RNA, partial sequence 2120505 2121907 Cedec 
Enterobacteria 


ceae; Cedec 
gi|219857652 
2123444 21249 


91 


91 gi| 219857651 


2125001 21265 


91 gi|219857641 
rtial sequ 

Clostridia; Clostridiales; 
91 gi| 219857626 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref|NR_025316.1 
partial sequenc 


ref|NR_025314.1 
2030195 203163 
ales; Corynebact 


’ 


ref|NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025310.1 
53 2036233 Rothia 
; Micrococcaceae 
ref |NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


ref|NR_025308.1 
07 Virgibacillus 


ref|NR_025299.1 
07 Paenibacillus 


ref |NR_025289.1 
20 2060972 Eubact 
m. 
ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025267.1 


Shewanella 
NR_025264.1 


eae; 
ref 


ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_026099.2 


m. 


ref |NR_025247.1 


ref|NR_025244.1 
54 Halobacillus 


ref 
ead 
ea. 

ref 


NR_025243.1 
avisae Bacte 


NR_025241.1 
ref 


NR_025240.1 


ref 
ence 


NR_025230.1 
214009 


Veillonellaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Alicyclobacillus 
lobacillus hesperidum 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


v 


Virgibacillus proomii 
proomii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Eubacterium sulci 
erium sulci Bacteria; 


Micrococcus 
occus antarcticus 
ococcaceae; Micrococcus. 
Thermobacillus 
8 Thermobacillus 


Lactobacillus 
3 Lactobacillus 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 

Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Cedecea davisae strain 
ria; Proteobacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 


ref|NR_025215.1 
2162629 216416 


Desulfovibrio 
3 Desulfovibrio 


260386 Bacteria_ 


pleistocenium strain FTR 
pleistocenium Bacteria; 


260386 Bacteria_ 


hongkongensis strain HKU 
hongkongensis Bacteria; 


Actinomycetaceae; 
260386 Bacteria_ 


viridans strain MPL-11 1 
Firmicutes; 


Bacteria; 
260386 Bacteria_ 


strain KMM 3582 16S ribo 
Gammapro 
260386 Bacteria_1 


Proteobacteria; 
fermentum strain 


Bacteria; 


Firmicutes; 


Bacteria; 


strain YIM 21741 


Bacteria; Aquific 


260386 Bacteria_16S 
thiodismutans str 


thiodismutans Bac 
Desulfonatronum. 


260386 Bacteria_16S 
californiensis st 
californiensis Ba 
260386 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; 


NCTC 5923 16S rib 
Proteobacteria; 


strain ATCC 33638 
Bacteria; Proteob 


260386 Bacteria_16S 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


260386 Bacteria_16S 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


260386 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


260386 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


260386 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


260386 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


Firmicutes; 
260386 Bacteria_1 
strain Z-7792 16S riboso 
Bacillales; 

260386 Bacteria_1 
taiwanensis strain WR-30 16S ribosomal RNA, partial seq 
taiwanensis Bacteria; 
260386 Bacteria 1 
daejeonensis stra 
daejeonensis Bact 
260386 Bacteria_1 
kribbensis strain 
Firmicu 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 


16S 2169908 2169859 42 91 gi 


Firmicutes; Lactobacillales; 


16S 2183537 2183488 42 91 


gi 


Actino: 
16S 


myces. 


2186582 2186533 42 91 gi 
Lactobacillales; 


16S 2189626 2189577 42 91 gi 
teobacteria; Alteromonadales; 
6S 2191186 2191137 42 91 
Z-7984 
Bacillales; Bacillaceae; 
2192684 2192635 42 91 
mal RNA, partial sequence 

Bacillaceae; Amphibacillus. 


194132 2194083 42 91 


gi 


6S gi 


6S 2 


gi 


Deinococcus-Thermus; 
2225847 2225798 42 


Deinococci; 
6S 91 gi 
Firmicutes; Bacillales; 
2227408 2227359 42 91 


eria; 
6S gi 
tes; Bacillales; Paenibacillaceae; 


2228938 2228889 42 91 gi 


2231967 2231918 42 91 gi 
ae; Aquificales; Hydrogenothermaceae; 
2236579 2236530 42 91 gi 


teria; Proteobacteria; 


2238086 2238037 42 91 gi 
cteria; Firmicutes; Clostridia; 
2239603 2239554 42 91 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241114 2241065 42 91 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242625 2242576 42 91 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2244136 2244087 42 91 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


gi 


2247106 2247057 42 91 gi 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2250261 2250212 42 91 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Fructo 
2251786 2251737 42 91 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 
2254825 2254776 42 91 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


, 


2259441 2259392 42 91 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 


1 16S ribosomal RNA, partial se 
Ca 


8 16S ribosomal RNA, partial se 


Actinobacteria; Actinobacterida 


6S ribosomal RNA, partial seque 
Carnobacteriacea 
Ss 


16S ribosomal RNA, partial sequ 
Amphibac 


in AM141 16S ribosomal RNA, partial se 
Paenibac 


AM49 16S ribosomal RNA, partial seque 


Pae 


in H2 16S ribosomal RNA, partial seque 


ain MLF1 16S ribosomal RNA, partial se 
Deltaproteobact 


rain APO 16S ribosomal RNA, partial se 
Clostr 


ain S77 16S ribosomal RNA, partial seq 


e; 


e; 


il 


at 
nc 


ni 


oc 


nc 
Pe 


qu 
er 


qu 


E 


E 


ct 


Pp 
ob 


ue 
e; 


eq 
ba 


ce 


en 
id 


219857 
2191612 21930 


219857 
ue 
Th 
219857582 
qu 


id 
219857573 
2238534 22399 


219857622 
qu 
rn 


ence 


ence 


219857608 
nc 


e 21855 


606 


wanellac 
605 
ce 21901 
lus. 
604 


603 
nce 
ermal 


les; 


ence 
laceae; 


219857581 


e 22263 
bacillus 


219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 
guaymasensis stra 


occineae 


219857578 


e 22309 
rsephone 


219857575 


ence 


ia; Desu 


219857574 


ence 


iales; C 


nterobac 


219857572 
2240045 22415 


nterobac 


219857571 


22415 
eriales; 


219857570 


artial s 
acteria; 


219857568 


nce 


219857566 


uence 
cillus. 


219857565 


22507 


219857563 


ce 22537 
iales Fa 


219857560 


obacteri 

219857611 
qu 
Actinomycet 


Carnoba 
219857 
somal RNA, partial sequence 2188558 21900 
he 
219857 
en 


Actinomycet 


ref|NR_025211.1 

2168820 217030 
aceae; 
ref |NR_025200.1 
182453 218387 
ales; 


ND 


ref|NR_025197.1 
17 2186981 Carno 
cterium. 
ref|NR_025195.1 


eae; Shewanella. 
ref|NR_025193.1 
08 2191561 Amphib 


ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025191.1 
2193088 21945 
Thermaceae 


Paenibacill 
ref|NR_025169.1 
29 2227839 P 


ref|NR_025168.1 


; Microbacteriac 
ref|NR_025166.1 
13 2232371 Persep 
lla. 


ridiace 
NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref 


ref|NR_025153.1 
18 2252192 Fructo 


ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


ref 


Carnobact 


Actino: 


b 


Carnobacterium 
5 Carnobacterium 
erium. 

Actinomyces 
7 Actinomyces 
mycineae; 


Carnobacterium 
acterium viridans 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Amphibacillus 
acillus fermentum 


Amphibacillus tropicus 
tropicus Bacteria; 


Meiothermus 
0 Meiothermus 
othermus. 
Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Persephonella 
honella guaymasensis 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Tindallia 
3 Tindallia 
indallia. 
Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Streptomyces 
5 Streptomyces 
omycineae; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


NR_025148.1 


Streptococcus iniae 


2258345 2259880 Streptococcus iniae Bacteria; 


Streptococcus. 


260386 Bacteria_16S 2267229 2267180 42 91 
strain SK-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


gi|219857555|ref|NR_025143.1| Geobacillus toebii 
2266147 2267657 Geobacillus toebii Bacteria; 


260386 Bacteria_16S 2270343 2270294 42 91 gi|219857553|ref|NR_025141.1]| Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

260386 Bacteria_16S 2285606 2285557 42 91 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 2294588 2294539 42 91 gi|219857535|ref|NR_025123.1| Shewanella olleyana 


strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
260386 Bacteria_16S 2312683 2312634 42 91 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
260386 Bacteria_16S 2314182 2314133 42 91 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 
260386 Bacteria_16S 2317226 2317177 42 91 gi|219857518 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
260386 Bacteria_16S 2324840 2324791 42 91 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
260386 Bacteria_16S 2326336 2326287 42 91 gi| 219857512 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal 
Clostridium stercorarium subsp. leptospartum Bacteria; 
Clostridiaceae; Clostridium. 
260386 Bacteria_16S 2338220 2338171 42 91 
strain BG29 16S ribosomal RNA, partial sequence 


ref|NR_025106.1| Paenibacillus 
2316148 2317531 Paenibacillus 


Clostridium 
2325260 2326777 
Clostridiales; 


ref|NR_025100.1 
RNA, partial sequence 
Firmicutes; Clostridia; 


gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
2337153 2338651 Heliobacterium undosum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

260386 Bacteria_16S 2339769 2339720 42 91 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
260386 Bacteria_16S 2345877 2345828 42 91 gi|219857497|ref|NR_025085.1| Paenibacillus 


granivorans strain A30 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
260386 Bacteria_16S 2347355 2347306 42 91 gi| 219857496 |ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 


2344786 2346268 Paenibacillus granivorans 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
260386 Bacteria_16S 2348864 2348815 42 91 gi| 219857495 |ref|NR_025083.1]| Arthrobacter 


2347826 2349284 Arthrobacter 
Actinomycetales; Micrococcineae; 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 


260386 Bacteria_16S 2361048 2360999 42 91 gi|219857487|ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

260386 Bacteria_16S 2362567 2362518 42 91 gi|219857486|ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

260386 Bacteria_16S 2364132 2364083 42 91 gi|219857485|ref|NR_025073.1| Haemophilus felis 


strain ATCC49733 


Proteobacteria; G 


2382275 2382226 42 91 


16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pasteurellac 
260386 Bacteria_16S 


gi| 219857472 


eae. 


ref|NR_025060.1 


76 Haemophilus felis Bacteria; 


Bacillus jeotgali 


strain YKJ-10 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
260386 Bacteria_16S 2388373 2388324 42 91 gi| 219857468 
yonseiensis strain KBl1 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
260386 Bacteria_16S 2389913 2389864 42 91 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
260386 Bacteria_16S 2391422 2391361 30 91 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
260386 Bacteria_16S 2397426 2397377 42 91 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 


2381197 2382701 Bacillus jeotgali Bacteria; 


ref|NR_025056.1| Thermoanaerobacter 
2387307 2388807 Thermoanaerobacter yonseiensis 


260386 Bacteria_16S 
aquimarina strain SW28 16S ribosomal RNA, partial 
Planococcaceae; 


Bacteria; 


Firmicutes; 


strain MT-1077 16 
Firmicutes; 


Desulfovibrio. 


260386 Bacteria_16S 


didelphis strain 


didelphis Bacteri 
260386 Bacteria_16S 


strain BD-87 16S 
Firmicutes; 


cinnamivorans Bac 


260386 Bacteria_16S 
chinjuensis strai 
Firmicu 
260386 Bacteria_16S 


Bacteria; 
strain KMM 3299 1 
Proteobacteria; 
Bacteria; 


strain CCUG 30811 
Bacteria; 


strain ATCC 33531 
Bacteria; 


strain Z-2189 16S 
Firmicutes; Clost 


260386 Bacteria_16S 


strain T1-X7 16S 


Intrasporangiacea 


260386 Bacteria_16S 
orisratti strain ATCC 700640 16S ribosomal RNA, partial 


orisratti Bacteri 


260386 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


260386 Bacteria_16S 


Firmicutes; 
260386 Bacteria_16S 

strain ATCC 17747 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Veillonellaceae; 


260386 Bacteria_16S 


Lacto 
260386 Bacteria_16S 
viterbiensis stra 
viterbiensis Bact 
260386 Bacteria_16S 
inopinatus strain 
inopinatus Bacter 


Bacil 
260386 Bacteria_16S 
Sapomandens strai 
sapomandens Bacte 
260386 Bacteria_16S 
cinnamivorans str 


G 
260386 Bacteria_16S 
koreense strain JGO7 16S ribosomal RNA, partial 
Firmicu 
260386 Bacteria_16S 


Proteob 
260386 Bacteria_16S 


Proteob 
260386 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
260386 Bacteria_16S 


2398948 2398899 42 91 
Bacillales; 


2403501 2403452 42 91 


2405058 2405009 42 91 
bacillales; Lactobacillaceae; 
2406572 2406523 42 91 
in JW/MS-VS5 16S ribosomal RNA, 
eria; Firmicutes; Clostridia; 
2415893 2415844 42 91 


2417456 2417407 42 91 
W94-11374-1 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; 
2426665 2426616 42 91 


lales; Planococcaceae; 
2429471 2429422 42 91 
n DSM 3223 16S ribosomal RNA, 
ria; Firmicutes; Clostridia; 
2430935 2430886 42 91 
teria; Firmicutes; Clostridia; 
2432471 2432422 42 91 
tes; Bacillales; 


2443132 2443083 42 91 


2444669 2444620 42 91 


tes; Bacillales; 
2446212 2446163 42 91 
acteria; Gammaproteobacteria; 
2462819 2462770 42 91 


acteria; Gammaproteobacteria; 
2464284 2464235 42 91 
in DSM 1291 16S ribosomal RNA, 
eria; Firmicutes; Clostridia; 
2467461 2467412 42 91 


ridia; Clostridiales; 


2492964 2492915 42 91 


2494451 2494402 42 91 


e; Tetrasphaera. 
2495990 2495941 42 91 
Firmicutes; Lactobacillales; 
2504999 2504950 42 91 
R1 16S ribosomal RNA, partial 
tes; Clostridia; Clostridiales; 
2508075 2508026 42 91 


a; 


S ribosomal RNA, partial sequence 
Lactobac 
Clostrid 


HHQ 20 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Deltaproteobacteri 


ribosomal RNA, partial sequence 
Viridibacillus. 


partial 
Clostridi 


ain CIN1 16S ribosomal RNA, partial se 


n WN9 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


Planococcaceae; 


16S ribosomal RNA, partial sequence 
Alteromo 


16S ribosomal RNA, partial sequence 
Enteroba 


Clostrid 


ribosomal RNA, partial sequence 
Clostridiaceae; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 
australiensis strain 109 16S ribosomal RNA, partial seque 
australiensis Bacteria; Actinobacteria; Actinobacterida 


sequence 


219857461 
nce 23978 
sarcina. 
219857458 
24024 
Veillonel 
gi| 219857457 
2403965 24054 
illus. 
219857456 
1 sequence 
iales; Clo 
219857450 
nce 


gi 
seque 
Sporo 
gi 


gi 
partia 


gi 
a; 


219857448 
sequence 


gi 
partial 
Streptoc 
gi|219857441 
2425586 24269 


219857438 
sequence 
ales; Pept 
219857437 
quence 
diales; Ru 
219857436 
nce 24314 
ni 
219857424 


gi 


gi 


Clostri 
gi 


Pae 
gi 


6S ribosomal RNA, partial sequence 2442080 24435 
ammaproteobacteria; Alteromonadales; 


hewanellac 
gi| 219857423 
sequence 24435 
Planomicrobium. 
gi|219857422 
24451 
nadales; 
219857408 
24617 
cteriales; 
219857407 
sequence 
iales; Clo 
gi| 219857405 
2466381 24678 
Clostridiu 
gi| 219857388 
2491905 24933 
ococcineae 
219857387 
nce 


s 


gi 


gi 
partial 


gi 
e; 


219857386 
sequence 
ococcaceae 
219857379 
25039 
spiraceae; 
219857372 


gi 


Strept 
gi 


Lachno 
gi 


Desulfovibr 


occaceae; 


bacillus. 


Alter 


Actinomycet 


berrensis strain 
Bacteria; Firmicu 


strain VKM Ac-145 


tes; 
260386 Bacteria_16S 


Clostridia; 
2512641 2512592 42 


2514133 2514084 42 


CTT3 16S ribosomal RNA, partial sequen 
Clostridiales; 


91 


7 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
260386 Bacteria_16S 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 


91 


ce 25070 
idiaceae; 

219857369 
25115 
ptosporang 
219857368 


Clostr 
gi 


Stre 
gi 


ref |NR_025049.1 
69 2399376 Sporos 


ref |NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_025045.1 
86 Lactobacillus 


ref|NR_025044.1 
2405537 240701 
stridiaceae; Cal 
ref|NR_025038.1 
2414827 241631 
ionales; Des 


ref|NR_025036.1 

2416361 241786 
7 Streptococcus. 
ref|NR_025029.1 


ref |NR_025026.1 
2428395 242981 
ococcaceae; Desu 
ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref|NR_025024.1 
10 2432897 Paenib 
ref|NR_025012.1 
Shewanella 
NR_025011.1 


eae; 
ref 


ref|NR_025010.1 
48 2446624 Alishe 
omonadaceae; 

ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024995.1 
2463226 246471 
stridiaceae; Clo 
ref |NR_024993.1 


m. 
ref 


NR_024976.1 
; Intrasporangia 
ref |NR_024975.1 

2493400 249486 
ales; Microc 


ref|NR_024974.1 

2494920 249625 
; Streptococcus. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacte 
ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref|NR_024956.1 


Sporosarcina 
arcina aquimarina 


kimchii Bacteria; 


Caloramator 
6 Caloramator 
oramator. 
Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Streptococcus 
5 Streptococcus 


Desulfotomaculum 
8 Desulfotomaculum 
1fotomaculum. 

Papillibacter 
9 Papillibacter 
apillibacter. 
Paenibacillus 
acillus chinjuensis 


Planomicrobium 


92 2445097 Planomicrobium koreense 


wanella fetalis 
Alishewanella. 


ella planticola 
eae; Raoultella. 
Clostridium 

2 Clostridium 
stridium. 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 
occineae; 


Streptococcus 
6 Streptococcus 


Sporobacterium 
acterium olearium 


Thermohalobacter 


Veillonella criceti 
nella criceti Bacteria; 


Lactobacillus kimchii 


Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


Shewanella japonica 
41 Shewanella japonica Bacteria; 


Alishewanella fetalis 


Raoultella planticola 


Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 


Tetrasphaera japonica 
49 Tetrasphaera japonica Bacteria; 


r. 


halobacter berrensis 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 


Xylanimicrobium 


2513094 2514560 Xylanimicrobium pachnodae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanimicrobium. 


260386 Bacteria_16S 
strain Z 16S ribo 
Clost 
260386 Bacteria_16S 
strain A-6 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 


Clostridia; 


chlorophenolicus 
chlorophenolicus 


2515657 2515608 42 


ridiales; 
2517161 2517112 42 


Micrococcaceae; Arthrobacter. 


260386 Bacteria_16S 
alkaliphilum stra 


Bacteria; 


strain DSM 12272 
Firmicutes; Clost 


260386 Bacteria_16S 


strain A3.12 16S 

Proteobacteria; D 
meridiei strain S 
Bacteria; 


subsp. 


subtilis subsp. s 


260386 Bacteria_16S 


albus strain JL 8 


Streptacidiphilus 


260386 Bacteria_16S 
L 415 16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 


260386 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


260386 Bacteria_16S 
train DSM 3953 16S ribosomal RNA, part 
Clostridia; 


acidaminophilum s 
acidaminophilum B 


260386 Bacteria_16S 
ain SPL77A 16S ribosomal RNA, 
Clostridia; 


frigidicarnis str 
frigidicarnis Bac 


260386 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


260386 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


260386 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 


strain ATCC 43186 
Firmicutes; Lacto 


260386 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


260386 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


Firmicutes; 
260386 Bacteria_16S 


2527740 2527691 42 


Clostridia; 
2530794 2530745 42 
ridia; Clostridiales; 
2533863 2533814 42 


in S1 16S ribosomal RNA, partial sequenc 
Clostridiales; 


somal RNA, partial sequence 2514611 2516064 Calor 
Clostridiaceae; 


91 gi| 219857367 |ref|NR_024955.1| Caloramator coolhaasii 
amator coolhaasii Bacteria; Firmicutes; 
Caloramator. 

91 gi|219857366|ref|NR_024954.1| Arthrobacter 

partial sequence 2516115 2517560 Arthrobacter 

idae; Actinomycetales; Micrococcineae; 
91 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
e 2526673 2528174 Desulfotomaculum alkaliphilum 
Peptococcaceae; Desulfotomaculum. 

91 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 


91 


ribosomal RNA, partial sequence 


2548469 2548420 42 


Clostridia; 
2551469 2551420 42 


pizizenii Bacteria; 
2552914 2552865 42 
3 16S ribosomal RNA, 


2554475 2554426 42 
2559172 2559123 42 


ridia; Clostridiales; 


2565268 2565219 42 


acteria; Firmicutes; 
2569826 2569777 42 


teria; Firmicutes; 
2572933 2572884 42 


s Bacteria; Firmicutes; 
2574513 2574464 42 
ria; Proteobacteria; 


2577629 2577580 42 


2579058 2579009 42 


2589887 2589838 42 


bacillales; 
2591466 2591417 42 


bacillales; 
2593040 2592991 42 


bacillales; 


260386 Bacteria_16S 


2599164 2599115 42 


Clostridiales; 


complete 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ibosomal RNA, partial sequence 


91 


91 


91 


91 


complete sequence 25534 


91 


91 


91 


91 


s strain SR3 16S ribosomal RNA, partia 


Clostridia; 
91 


n ALA-3 16S ribosomal RNA, partial seque 
Deltaproteobacter 


91 


91 


91 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


91 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


91 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


91 


sequence 
Peptoc 


Bacill 


sequence 


Clost 


partial 
Clostri 


Enterococ 


Enterococ 


Enterococ 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


cl 


gi|219857355 


2532800 25342 
eltaproteobacteria; Bdellovibrionales; 
260386 Bacteria_16S 
10 16S ribosomal RNA, partial 
Firmicutes; 
260386 Bacteria_16S 

spizizenii strain NRRL B-23049 16S ribosomal RNA, 
Firmicutes; 


B 
gi| 219857345 
occaceae; 
219857343 
partial 
ales; 
219857342 


gi 


gi 


gi|219857341 


ales; 


gi| 219857338 


2558106 25596 
Eubacteriaceae; 


219857291 
ia 
ridiales; 

219857288 
sequence 
diales; 

219857286 
1 
os 
219857285 
nce 


gi 


gi 


gi 


cl 
gi 


ia; 


gi|219857283 


somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
260386 Bacteria_16S 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
260386 Bacteria_16S 


gi|219857282 


219857275 
25888 


gi 


cus. 
219857274 
25903 


gi 


cus. 
219857273 
25919 


gi 


cus 


gi|219857269 


strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 25994 


Firmicutes; Clost 


260386 Bacteria_16S 
granulomatis strain ATCC 49244 16S ribosomal RNA, parti 
granulomatis Bacteria; Proteobacteria; Gammaproteobacte 
260386 Bacteria_16S 
strain HPA92 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
260386 Bacteria_16S 
strain 177 16S ribosomal RNA, partial sequence 


ridia; Clostridiales; 


2600593 2600544 42 


2602147 2602098 42 


2603701 2603652 42 


Peptococcaceae; 


91 


91 


91 


De 
219857268 
al sequenc 
ria; 
gi| 219857267 
2601060 26025 
steurellac 
219857266 


gi 


gi 


25473 


Baci 


25518 
Stre 


Stre 


1 sequen 


cl 
sequence 


tridiale 


Desulf 


occineae; 


occineae; 


ref 


ref 
Desu 
ref 
sequ 
llac 
ref 


ref 


ref 


ref 


Euba 
ref 


ostr 
s; C 
ref 
ovib 
ref 
lomo 
Ce 
ref 
lomo 


Ce 
ref 


ref 


ref 


ref 


ref 


ref 


eae; 


56 Peredibacter 
acteriovorac 


74 2548878 Desul 


53 2553362 Strept 
ptomycineae; 


13 2554923 Strept 
ptomycineae; 


ce 2564201 25657 


2568768 25 


2571864 25 


00 2590328 Entero 


79 2591887 Entero 


38 2593451 Entero 


e 2599506 26010 
Pasteurel 


NR_024943.1 


aceae; 
NR_024933.1 
£ 
1lfosporosinu 
NR_024931.1 
ence 255039 
eae; Bacillu 
NR_024930.1 


NR_024929.1 


Str 


NR_024926.1 


NR_024922.1 
0 
cteriaceae; 
NR_024919.1 
7024 
idiaceae; Cl 
NR_024917.1 
733 


lostridiace 


rionales 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
1llulomonadac 
NR_024906.1 


NR_024905.1 


NR_024904.1 


NR_024900.1 


um. 
NR_024899.1 
0 
lales; Paste 
NR_024898.1 


Mannheimia. 


ref 


15 Clostridium gasigenes Bacteria; 
ostridium. 


Peredibacter starrii 


starrii Bacteria; 
Peredibacter. 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Streptacidiphilus 
acidiphilus albus 


Streptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 
Eubacterium. 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Clostridium 
8 Clostridium 
ostridium. 
Clostridium 
7 Clostridium 
e; Clostridium. 
Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
sulfotomacul 


Mannheimia 

9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


NR_024897.1 


Mannheimia varigena 


2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 


260386 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


burkinensis strai 
Bacteria; Proteob 


260386 Bacteria_16S 
ain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 260877 
Gammaproteobacteria; 


naphthovorans str 
naphthovorans Bac 


260386 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


strain SEBR 4211 
Firmicutes; Clost 


260386 Bacteria_16S 
ain LMG 17710 16S ribosomal RNA, partial 


selangorensis str 
selangorensis Bac 


260386 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


mcmeekinii strain 
Bacteria; Firmicu 


260386 Bacteria_16S 
in NN 16S ribosomal RNA, partial sequence 
Bacillaceae; 


halotolerans stra 
Bacteria; Firmicu 


260386 Bacteria_16S 
train MAE2 16S ribosomal RNA, 


alkanoclasticum s 
alkanoclasticum B 


260386 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


strain CDC 2991-8 
Proteobacteria; G 


260386 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


260386 Bacteria_16S 


campinasensis str 
campinasensis Bac 


260386 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


260386 Bacteria_16S 
ain ATCC 15912 16S ribosomal RNA, partial sequen 
Lactobacillales; § 


parasanguinis str 
parasanguinis ATC 


260386 Bacteria_16S 
ATCC 10556 16S ribosomal RNA, 
Lactobacillales; 


sanguinis strain 
sanguinis Bacteri 


260386 Bacteria_16S 
rain OND 32 16S ribosomal RNA, 
manihotivorans Bacteria; 
260386 Bacteria_16S 
straminisolvens strain CSK1 16S ribosomal RNA, 
Clostridia; 


manihotivorans st 


straminisolvens B 


260386 Bacteria_16S 


caldilitoris stra 


voinovskiensis st 


Bacillales; Bacil 


2605255 2605206 42 


2606816 2606767 42 


acteria; 
2608393 2608332 30 


teria; Proteobacteria; 
2614564 2614515 42 
2616136 2616087 42 


ridia; Clostridiales; 


2617720 2617671 42 
teria; Firmicutes; 
2620797 2620748 42 
2622274 2622225 42 


tes; Bacillales; 


2628424 2628375 42 


tes; Bacillales; 


2634440 2634391 42 
acteria; Firmicutes; 
2635926 2635877 42 


2637490 2637441 42 


2639068 2639019 42 
eria; Proteobacteria; 
2643703 2643654 42 
teria; Firmicutes; 
2655716 2655667 42 
DSM 


e; Corynebacterium. 
2664617 2664568 42 


C 15912 Bacteria; 
2666179 2666130 42 


Firmicutes; 
2673720 2673671 42 


a; 
Firmicutes; 
2682865 2682816 42 
acteria; Firmicutes; 
2690259 2690210 42 
2697577 2697528 42 


Firmicutes; 
2699133 2699084 42 


laceae; Bacillus. 


260386 Bacteria_16S 


2706769 2706720 42 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pasteurellac 
260386 Bacteria_16S 


bosomal RNA, partial sequence 


eltaproteobacteria; Desulfovibrionales; 


260386 Bacteria_16S 


Lactobacillales; 


Planococcaceae; 


Bacillales; 


Bacillales; 


Firmicutes; 


Bacillales; 


91 gi 


91 gi 


n HDv 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


91 gi 


91 gi 


91 gi 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Family XII. 


91 gi|219857254 
sequenc 

Lactobacilla 

91 gi|]219857252 
26197 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
260386 Bacteria_16S 
S23F2 16S ribosomal RNA, partial sequence 26212 


Enterobac 

91 gi|]219857251 
Planomicrobium. 

91 gi|219857246 


91 gi 


partial 


91 gi 


8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
260386 Bacteria_16S 


91 gi 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


91 gi 


in 130Z 16S ribosomal RNA, partial sequence 


ain 324 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Paste 
91 gi| 219857229 
Paenibacillaceae; 

91 gi| 219857221 


44276 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


91 gi 


91 gi| 219857213 

partial sequence 
Streptococcaceae 
91 gi| 219857207 
complete sequence 
Lactobacillales; Lactobacill 
91 gi|219857201 

partial sequence 


91 gi 


in IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; 
260386 Bacteria_16S 
rain TH13 16S ribosomal RNA, partial s 
voinovskiensis Bacteria; 
260386 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


91 gi 
Bacill 
91 gi 


2698052 2699555 Bacil 


91 gi 


2604168 26056 


Desulfovibrionales 


2613469 26150 
Desulfovibrionaceae; 


Gracilibacillus. 


Planococcaceae; 


Enterobacteriales; 


Clostridiales; 


Aquificaceae; Hydr 


219857265 


219857264 


26057 


219857263 


219857256 


219857255 


26273 


219857236 
sequence 


219857234 
26348 


219857233 

26364 
Enterobac 

219857232 


Actinomyce 


219857214 


219857196 


219857190 
equence 
aceae; Ano 
219857189 


219857184 


Oceanospirillales; 


ref |NR_024896.1 
eae; Mannheimia. 
ref |NR_024895.1 
22 2607261 Desulf 


ref|NR_024894.1 


ref |NR_024887.1 
09 Desulfovibrio 
Des 
ref |NR_024886.1 
Incertae Sedis; 
ref |NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; 
ref|NR_024881.1 


ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024862.1 
42 2636362 Citro 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref|NR_024849.1 
2654667 265613 
tales; Corynebac 


ref |NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 

2665089 266654 
; Streptococcus. 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref|NR_024824.1 

2689164 269065 
ogenivirga. 
ref|NR_024818.1 

2696496 269800 
xybacillus. 
ref|NR_024817.1 
lus asahii Bacte 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 


oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. 


; Desulfovibrionaceae; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Desulfovibrio 
ovibrio burkinensis 
Desulfovibrio. 

Neptunomonas 
7 Neptunomonas 


Neptunomonas. 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Paralactobacillus 
9 Paralactobacillus 
acillus. 
Kluyvera georgiana 
ra georgiana Bacteria; 


Kluyvera. 


Planomicrobium 


00 2622680 Planomicrobium mcmeekinii 


Gracilibacillus 
ibacillus halotolerans 


Planomicrobium 
1 Planomicrobium 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Paenibacillus 
1 Paenibacillus 


Corynebacterium 
8 Corynebacterium 
terineae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Lactobacillus 
4 Lactobacillus 
llus. 
Clostridium 

8 Clostridium 
Clostridium. 
Hydrogenivirga 
5 Hydrogenivirga 


Anoxybacillus 
1 Anoxybacillus 
Bacillus asahii strain 
ria; Firmicutes; 


ref|NR_024812.1 
2705678 270719 
Incertae S 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 


260386 Bacteria_16S 


strain 15-1 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
260386 Bacteria_16S 
strain Y223G 16S 


260386 Bacteria_16S 


2712671 2712622 42 


Bacillaceae; 
2717174 2717125 42 


2723253 2723204 42 


Bacillus. 


91 


91 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


91 


gi 
27 


gi 
27 


gi 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; 
260386 Bacteria_16S 
strain AM31D 16S 
Firmicutes; 
260386 Bacteria_16S 
strain SM2-1 16S 


260386 Bacteria_16S 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


schlegeliana Bacteria; 
260386 Bacteria_16S 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; 


Shewanella. 
260386 Bacteria_16S 


Al1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 
260386 Bacteria_16S 


strain Al-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


260386 Bacteria_16S 


agariperforans strain KMM 3525 16S ribosomal RNA, partial 
agariperforans Bacteria; 


Reichenbachiella. 
260386 Bacteria_16S 
strain ATCC15947 
Bacteria; 
260386 Bacteria_16S 


strain JCM1680 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


260386 Bacteria_16S 


strain JCM1679 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


260386 Bacteria_16S 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequenc 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Act 
Dietziaceae; Dietzia. 

260386 Bacteria_16S 2769600 2769551 42 91 gi| 219857138 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 27700 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 2778817 2778768 42 91 gi| 219857131 


glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 
glycanilyticus Bacteria; 


260386 Bacteria_16S 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequen 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


Microbacteriaceae; 
260386 Bacteria_16S 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequen 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacilla 


260386 Bacteria_16S 
herbarius strain 
Bacteria; 
260386 Bacteria_16S 


koleovorans strain TB 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
260386 Bacteria_16S 

strain VPI-C6-61 
Firmicutes; 
260386 Bacteria_16S 


haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 
Clostridiales; 


haemolyticum Bacteria; 
260386 Bacteria_16S 


Bacillales; 


Bacillales; 


2726347 2726298 42 

Bacillaceae; 
2733962 2733913 42 
2735452 2735403 42 


Proteobacteria; 
2736942 2736893 42 


Proteobacteria; 


2745785 2745736 42 


2748600 2748551 42 


2759141 2759092 42 
Bacteroidetes; 


2763546 2763497 42 


2765062 2765013 42 


2766578 2766529 42 


2768068 2768019 42 


Firmicutes; 
2784725 2784676 42 


2786298 2786249 42 


2787878 2787829 42 


2789433 2789384 42 


2792331 2792282 42 


2793706 2793657 42 


Firmicutes; 
2795248 2795199 42 


Bacillales; 


Clostridia; 


91 


ribosomal RNA, partial sequence 
Bacillus. 


91 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


91 


91 


91 


2744758 2746095 Rothi 
Actinomycetales; Micrococcineae; Micrococcaceae 


91 


91 


91 


91 


91 


91 


91 


91 


91 


91 


91 


91 


91 


Firmicutes; Bacillales; Alicyclobacillaceae; 


gi 


2725265 27267 


gi 
27 
gi 


gi 


Gammaproteobacteria; 


gi 


gi 


2747544 27488 


gi 


Sphingobacteria; 


gi 


16S ribosomal RNA, partial sequence 2762542 27639 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


2763991 27654 


gi 


2765507 27669 


gi 


Paenibacillaceae 


gi 


gi 


gi 


CP-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 


gi 


Paenibacillus. 


gi 


16S ribosomal RNA, partial sequence 2791299 27926 
Clostridia; Clostridiales; Lachnospiraceae; 


gi 


gi 


Shewanellac 


219857180 
11598 27129 


219857177 
16108 27175 


219857173 
27221 


219857170 


219857165 


32909 27343 


219857164 


Alter 
219857163 


Alt 


219857157 


219857155 


219857147 
sequenc 
Sphingob 


219857142 


219857141 


Enterobac 
219857140 


Enterobac 
219857139 


219857127 


Actinomy 


219857126 


219857125 
27867 
Alicycloba 
219857124 
27883 


219857122 


Coprococc 
219857121 


Clo 


Alicyclobacillus. 


ref|NR_024808.1 


ref|NR_024805.1 
Colwellia. 
ref|NR_024801.1 
61 2723688 Alicyc 


ref |NR_024798.1 


ref|NR_024793.1 
eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


NR_024785.1 
a aeria Bacteria 
; Rothia. 

ref |NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref|NR_024775.1 
e 2758107 275950 
acteriales; 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref |NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref|NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


ref |NR_024766.1 


ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref |NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024752.1 
65 2789727 Paenib 
ref|NR_024750.1 
us. 
ref|NR_024749.1 
2792664 279412 
stridiaceae; Clo 


219857120 


transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 


Shewanellaceae; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Alicyclobacillus 
lobacillus pomorum 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 
ewanellaceae; 


Rothia aeria strain 
; Actinobacteria; 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 
Reichenbachiella 
5 Reichenbachiella 


Flammeovirgaceae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 

Dietzia 
5 Dietzia 
rynebacterineae; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Paenibacillus 
8 Paenibacillus 


Okibacterium 
8 Okibacterium 
ccineae; 


Alicyclobacillus 

5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Paenibacillus 
acillus koleovorans 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Clostridium 
8 Clostridium 
stridium. 


ref |NR_024748.1 
2794179 279557 


Alkaliphilus 
1 Alkaliphilus 


260386 Bacteria_16S 
minutisporangium strain IFO 15962 16S ribosomal RNA, pa 

Cryptosporangium minutisporangium Bacte 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
260386 Bacteria_16S 


strain Lp2 16S ri 


260386 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


260386 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


260386 Bacteria_16S 


strain IFO 12702 


260386 Bacteria_16S 


strain IFO 16238 


260386 Bacteria_16S 


strain IFO 16235 


260386 Bacteria_16S 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


260386 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


260386 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


260386 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


260386 Bacteria_16S 


strain DSM11031 1 


Firmicutes; Bacil 


260386 Bacteria_16S 


strain IFO15566 1 


Firmicutes; Bacil 


260386 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


260386 Bacteria_16S 


strain IFO15718 1 


Firmicutes; Bacil 


260386 Bacteria_16S 


halophilum strain 
halophilum Bacter 


260386 Bacteria_16S 


IFO15715 16S ribo 


Bacillales; Bacil 


260386 Bacteria_16S 


strain JCM9731 16 


Firmicutes; Bacil 


260386 Bacteria_16S 


strain JCM9070 16 


Firmicutes; Bacil 


260386 Bacteria_16S 


phaeum strain PB 


Firmicutes; Clost 


2798184 2798135 42 91 


260386 Bacteria_16S 


nitritogenes Bact 


260386 Bacteria_16S 


260386 Bacteria_16S 


219857118 
rtial sequ 


gi 


ria; Actinobacteria 


ref 
ence 27971 


, 


NR_024746.1 


Cryptosporangium 


45 2798614 


Actinobacteridae; Actinomycetales; 


2814812 2814763 42 91 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 

bosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 

2817873 2817824 42 91 gi|219856912|ref|NR_024733.1| Coprobacillus 
in JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
eria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 

2823911 2823862 42 91 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
in HGP1 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
eria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

2826866 2826817 42 91 gi|219856906|ref|NR_024727.1| Sporichthya polymorpha 
16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; Sporichthya. 

2839027 2838978 42 91 gi|219856898|ref|NR_024717.1| Agromyces bracchium 

16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

2840587 2840538 42 91 gi|219856897|ref|NR_024716.1| Agromyces luteolus 

16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

2843616 2843567 42 91 gi|219856895|ref|NR_024714.1| Kitasatospora 
SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Kitasatospora. 

2846739 2846690 42 91 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
7 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

2856069 2856020 42 91 gi| 219856887 |ref|NR_024706.1| Pseudomonas flectens 

16S ribosomal RNA, partial sequence 2854985 2856506 Pseudomonas flectens Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 

2869989 2869940 42 91 gi|219856878|ref|NR_024697.1]| Bacillus 
s strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 

2871569 2871520 42 91 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
6S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
lales; Bacillaceae; Bacillus. 

2873148 2873099 42 91 gi|219856876|ref|NR_024695.1| Bacillus niacini 
6S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
lales; Bacillaceae; Bacillus. 

2874736 2874687 42 91 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
n ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
ria; Firmicutes; Bacillales; Pullulanibacillus. 

2876311 2876262 42 91 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
6S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2877893 2877844 42 91 gi|219856873|ref|NR_024692.1| Salimicrobium 

DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
ia; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

2879459 2879410 42 91 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
somal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
laceae; Bacillus. 

2881025 2880976 42 a1 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
lales; Bacillaceae; Bacillus. 

2882576 2882527 42 91 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
lales; Bacillaceae; Bacillus. 

2884126 2884077 42 91 gi| 219856869 |ref|NR_024688.1| Thermacetogenium 
16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
ridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

2886990 2886941 42 91 gi|219856865|ref|NR_024684.1| Eubacterium 

nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
eria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2888515 2888466 42 91 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2890039 2889990 42 91 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 

ridia; Clostridiales; Eubacteriaceae; Eubacterium. 


Firmicutes; Clost 


260386 Bacteria_16S 
strain S-1 16S ri 
G 


Proteobacteria; 


strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
260386 Bacteria_16S 


strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
260386 Bacteria_16S 


tolaasinivorans s 


tolaasinivorans B 


Microbacteriaceae 


260386 Bacteria_16S 


strain IFO 15616 


vitulinus strain 
vitulinus Bacteri 


260386 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 
Staphylococcus. 


pasteuri Bacteria 


260386 Bacteria_16S 
n ATCC 43809 16S ribosomal RNA, partial 
Bacillales; 


lugdunensis strai 
lugdunensis Bacte 


260386 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


260386 Bacteria_16S 
delphini strain ATCC 4917 


delphini Bacteria 


260386 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


260386 Bacteria_16S 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 
Staphylococcus 


arlettae Bacteria 


260386 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


260386 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


260386 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


260386 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; G 
260386 Bacteria_ 
strain JCM1235 16 
Proteobacteria; G 
260386 Bacteria_ 
strain JCM1237 16 
Proteobacteria; G 
260386 Bacteria_ 
strain JCM1234 16 
Proteobacteria; G 
260386 Bacteria_ 
strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


260386 Bacteria_16S 
rain IFO 14548 16S ribosomal RNA, partial sequence 2955705 295711 
cteria; Actinobacteria; Actinobacteridae; 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


260386 Bacteria_16S 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


2893077 2893028 42 


2894598 2894549 42 


bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
260386 Bacteria_16S 


91 


91 


ribosomal RNA, partial sequence 


2896093 2896044 42 


91 


ribosomal RNA, partial sequence 


2897587 2897538 42 


; Mycetocola. 
2903662 2903613 42 
2908294 2908245 42 


Firmicutes; 
2909840 2909791 42 


a; 
; Firmicutes; Bacillales; 
2911384 2911335 42 


Firmicutes; 
2912926 2912877 42 


ria; 


tes; Bacillales; 


2914470 2914421 42 


; Firmicutes; Bacillales; 
2916013 2915964 42 

tes; Bacillales; 
2917555 2917506 42 


; Firmicutes; Bacillales; 
2922152 2922103 42 


Firmicutes; 
2925188 2925139 42 


ria; 


bacillales; 
2944649 2944600 42 


2947793 2947744 42 


2949283 2949234 42 


2950771 2950722 42 


2952272 2952223 42 


2953770 2953721 42 


2956736 2956687 42 


3 Microbacterium. 
2958194 2958145 42 


260386 Bacteria_16S 


2959655 2959606 42 


Clostridia; 


91 


train CM-05 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


91 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
260386 Bacteria_16S 
ATCC 51145 16S ribosomal RNA, 
Bacillales; 


91 


91 


91 


91 


16S ribosomal RNA, partial sequence 
Staphylococcus. 


91 


1 16S ribosomal RNA, partial sequence 
Staphylococcus. 


91 


16S ribosomal RNA, partial sequence 
Staphylococcus. 


91 


91 


n GA195 16S ribosomal RNA, partial sequence 
Clostridiales; 


91 


ribosomal RNA, partial sequence 
Streptococcaceae; 


91 


n YU 720-21 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


91 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
16S 


91 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
16S 


91 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
16S 


91 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
16S 


91 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


91 


91 


FO 15038 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomyceta 


91 


partial 
Staphylococcus. 


Staphylococcus. 


Streptococcus. 


gi|219856861 
2892009 28935 
Vv 
gi| 219856860 
2893553 28949 


gi| 219856859 
2895048 28964 


gi| 219856858 
Actin 


gi|219856854 


219856851 
sequence 


gi 
gi|219856850 


219856849 
sequence 


gi 


219856848 
29118 


gi 
gi|219856847 


219856846 
29149 


gi 


gi|219856845 


gi| 219856842 


Euba 
gi| 219856840 
2924131 29254 


gi| 219856827 


Actinomyc 


gi|219856825 
2946729 29481 


gi| 219856824 
2948221 29496 


gi| 219856823 
2949709 29511 


gi| 219856822 
2951208 29526 


gi| 219856821 


2952708 2954129 Enterobacter 


gi|219856819 


gi|219856818 


Actinomycetales; 


ref|NR_024680.1 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


ibrio. 
ref |NR_024679.1 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


; Microbacteriac 
ref|NR_024678.1 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


; Microbacteriac 
ref|NR_024677.1 

2896542 289798 
omycetales; 


ref |NR_024673.1 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 


Micrococcineae; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


; Microbacteriac 
ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 


eae; Pseudoclavibacter. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 


27 2913320 Staphylococcus kloosii 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref|NR_024661.1 
2921059 292256 
cteriaceae; Euba 
ref|NR_024659.1 
69 Streptococcus 


ref|NR_024646.1 
2943614 294507 
etales; Frankine 


ref|NR_024644.1 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 


Eubacterium 
6 Eubacterium 
cterium. 

Streptococcus peroris 
peroris Bacteria; 


Sporichthya 
9 Sporichthya 


ae; Sporichthyaceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


Serra 
ref|NR_024643.1 
58 Enterobacter 
Enter 
ref|NR_024642.1 
57 Enterobacter 
Enter 
ref|NR_024641.1 
57 Enterobacter 
Enter 
ref|NR_024640.1 
Enter 


ref|NR_024638.1 


Micro 
ref |NR_024637.1 


2957165 295857 
les; Micrococcin 


gi| 219856817 


luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 
Microbacterium 

4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


ref|NR_024636.1 
2958622 296006 


Microbacterium 
1 Microbacterium 


luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


260386 Bacteria_1 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
260386 Bacteria_16S 
strain 176 16S ri 
Lacto 
260386 Bacteria_16S 
strain BS 16S rib 


Firmicutes; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
260386 Bacteria_16S 2982614 2982565 42 91 gi| 219846935 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chl 
260386 Bacteria_16S 2984181 2984132 42 91 gi| 219846934 
strain JaH 16S ribosomal RNA, partial sequence 2983106 29845 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 2996305 2996256 42 91 gi|219846926 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; H 
260386 Bacteria_16S 2999380 2999331 42 91 gi|219846924 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxy 
260386 Bacteria_16S 3000952 3000903 42 91 gi| 219846923 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

260386 Bacteria_16S 3002517 3002468 42 91 gi| 219846922 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 30014 


Bacteria; Firmicu 


260386 Bacteria_16S 


strain 801 16S ri 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


260386 Bacteria_16S 
1789-79 16S ribosomal RNA, partial se 
Enter 


raffinosus strain 
raffinosus Bacter 


260386 Bacteria_16S 
strain GKNTAUT 16S ribosomal RNA, part 


thiosulfatigenes 
thiosulfatigenes 


260386 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


260386 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


strain 7 16S ribo 
Clostridia; Clost 


260386 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


260386 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


260386 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


260386 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


260386 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


260386 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


260386 Bacteria_16S 


6S 2961180 2961131 42 91 gi 
ia; Alteromonadales; Colwelliaceae; 
2962763 2962714 42 91 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2976533 2976484 42 91 


osomal RNA, partial sequence 


gi 


gi 


tes; Bacillales; Paenibacillaceae; 
3007032 3006983 42 91 


bosomal RNA, partial sequence 


gi 
3011444 3011395 42 91 gi 
ain AA826 16S ribosomal RNA, partial s 


Modestobacter. 
3025115 3025066 42 


ae; 
91 gi 
Firmicutes; Lactobacillales; 

3028111 3028062 42 91 


ia; 
gi 


Bacteria; Firmicutes; Clostridia; Clos 
3029640 3029591 42 91 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; 
3031149 3031100 42 91 
bosomal RNA, partial sequence 


gi 


3032696 3032647 42 91 gi 


ridiales; Clostridiaceae; Clostridium. 
3034217 3034168 42 91 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3035744 3035695 42 91 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3037267 3037218 42 91 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
3038822 3038773 42 91 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3041865 3041816 42 91 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3043399 3043350 42 91 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3044878 3044829 42 91 gi 


gi 


2960112 2961625 Colwe 
Co 


2961676 29631 
Streptoc 


2975480 29769 


Bre 
3005987 30074 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


teria; Actinobacteria; Actinobacterida 


Clostr 


3030089 30315 
pelotrichi; Erysipelotrichales; Erysip 
260386 Bacteria_16S i 
somal RNA, partial sequence 3031628 3033115 Clost 


3034695 30361 
Clostrid 
3037737 30392 
3040796 30422 


3042319 30437 


219856816 


lwellia. 
219856815 


occus. 
219846939 


vibacillus 
219846919 


ococcineae 
219846916 
equence 

e; Actinom 


219846907 
quence 

ococcaceae 
219846905 
ial sequen 
tridiales; 
219846904 
equence 

idiales; C 
219846903 


elotrichac 
219846901 


219846900 
equence 

idiales; C 
219846899 


Clostridiu 
219846898 
sequence 
iales; Clo 
219846897 


s. 
219846895 


219846894 


; Desulfov 


NR_026518.1 
967 
er. 


NR_026515.1 


ref|NR_026514.1 
33 3002946 Brevib 


ref 


NR_026511.1 
; Microbacteriac 
ref|NR_026508.1 

3010413 301189 
ycetales; Franki 


ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026496.1 
3028583 303003 
lost 
ref 


NR_026495.1 


eae. 
ref 
ridi 


NR_026493.1 
um indolis B 


ref |NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref|NR_026491.1 


ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026489.1 


ref |NR_026487.1 


ref|NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 


219846892 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Rarobacteraceae; 


Rarobacter. 


ref|NR_024635.1| Colwellia maris strain 
llia maris Bacteria; Proteobacteria; 
ref|NR_024634.1| Streptococcus porcinus 
71 Streptococcus porcinus Bacteria; 
ref|NR_026531.1| Clostridium ultunense 
25 Clostridium ultunense Bacteria; 
m. 
ref|NR_026527.1| Chlamydophila 

2981577 2983055 Chlamydophila 
amydophila. 
ref|NR_026526.1| Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Hydrogenobacter 
2 Hydrogenobacter 


Anoxybacillus 
6 Anoxybacillus 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Brevibacillus 
acillus thermoruber 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Modestobacter 

4 Modestobacter 

neae; 


Enterococcus 
9 Enterococcus 


Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Anaerobacter 

8 Anaerobacter 


ridiaceae; Anaerobacter. 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Clostridium indolis 
acteria; Firmicutes; 


Clostridium 

4 Clostridium 
lostridium. 

Clostridium disporicum 


66 Clostridium disporicum Bacteria; 
m. 


Clostridium 

6 Clostridium 
stridium. 

Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 


ref|NR_026484.1 
3043846 304530 


Rarobacter 
9 Rarobacter 


260386 Bacteria_16S 
hortensis strain 
hortensis Bacteri 
Intrasporangiaceae; 
260386 Bacteria_16S 
strain M1832/95/2 
Bacteria; 
260386 Bacteria_16S 
strain S369-98-1 
Firmicutes; 
260386 Bacteria_16S 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partia 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
260386 Bacteria_16S 
strain ml1134/97/1 
Firmicutes; 
260386 Bacteria_16S 
strain 4-87 16S r 
Proteobacteria; 
260386 Bacteria_16S 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; 


Thermoanaerobacter. 
260386 Bacteria_16S 


histidinovorans strain Z-7940 16S ribosomal RNA, partial 
histidinovorans Bacteria; 


260386 Bacteria_16S 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partia 
balaenopterae Bacteria; 


260386 Bacteria_16S 
strain 1607-97 16 
Firmicutes; 
260386 Bacteria_16S 


strain TA68 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


260386 Bacteria_16S 
strain TAGA27 16S 


260386 Bacteria_16S 


confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


confusum Bacteria; 
Corynebacteriaceae; 
260386 Bacteria_16S 
strain F98.3HR69 


260386 Bacteria_16S 


700631 16S ribosomal RNA, partial sequence 
Aerococ 


Lactobacillales; 
260386 Bacteria_16S 
strain Z-7934 16S 
Firmicutes; 
260386 Bacteria_16S 
hydroxybenzoicum 
hydroxybenzoicum 
260386 Bacteria_16S 
resistens strain 
resistens Bacteri 
Microbacterium. 

260386 Bacteria_16S 
antarctica strain 
antarctica Bacteria; 
Psychromonas. 
260386 Bacteria_16S 


a; 


riegelii strain DMMZ 241 
Actin 


riegelii Bacteria; 
Corynebacteriaceae; 
260386 Bacteria_16S 


oxalivorans strain RAOx- 
oxalivorans Bacteria; 


260386 Bacteria_16S 


Firmicutes; 


Lactobacillales; 


Lactobacillales; 


riboso 
Clostridia; 


strain 
Bacteria; 


DMMZ 17 


star-1l 


3046410 3046361 42 


Ornithinicoccus. 
3049520 3049471 42 


3064737 3064688 42 


3069036 3068987 42 


3070590 3070541 42 


3073547 3073498 42 


3084249 3084200 42 
Firmicutes; 
3088663 3088614 42 


Firmicutes; 
3090215 3090166 42 


Firmicutes; 
3091650 3091601 42 


3093086 3093037 42 


3094603 3094554 42 


3097734 3097685 42 


Corynebacterium. 
3099185 3099136 42 
3100681 3100632 42 


caceae; Facklamia. 
3102110 3102061 42 


Clostridiales; 
3111071 3111022 42 


Firmicutes; 
3115658 3115609 42 


3117200 3117151 42 


3120254 3120205 42 
Corynebacterium. 
3121713 3121664 42 


Firmicutes; 
3123260 3123211 42 


Clostridia; 


91 


HKI 0125 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


91 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


91 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptococcaceae; 


91 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Actin 
91 gi| 219846875 
30695 
Vagococcus. 
91 gi| 219846873 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


91 


91 


Clostridia; 


91 


Lactobacillales; 


S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Carnobacteri 

91 gi|219846861 

3090574 30919 
Ignavigranum. 

91 gi| 219846860 

3092041 30935 

Micrococcineae 

91 gi| 219846859 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


91 


91 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


91 
30 


91 


mal RNA, partial sequence 
Clostridiaceae; 


91 


BT 16S ribosomal RNA, partial sequence 
Clostridia; 


91 


10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycet 


91 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


91 


5 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Actinomyceta 


91 


FS 16S ribosomal RNA, partial s 
Bacillales; 


P 
91 


gi|219846891 


inomycet 
219846889 
30484 


remococcus 
219846879 


gi 


E 
gi 


Streptococcus. 
gi|219846876 
1 sequen 


3072467 30738 
Balneatri 
gi| 219846866 
Thermoanaerobacte 


219846863 
sequence 
Clostridiales; 

gi|219846862 
1 sequen 


gi 


3093562 30950 
Micrococcineae 
gi|219846857 


gi| 219846856 


gi|219846855 
99595 3101003 Fackl 


gi|219846854 
3101054 31025 
Tindallia. 
gi|219846848 
Clostridiales; 

gi|219846845 


gi|219846844 


gi| 219846842 


219846841 
equence 
llaceae; 


gi 


aenibaci 


Alteromonada 


Aneurinibacillus 


NR_026483.1 
3045360 304685 
ales; Micrococc 


ref|NR_026481.1 


ref|NR_026471.1 
27 Streptococcus 


ref |NR_026468.1 
ce 3067998 306946 
omycetales; Mic 


ref |NR_026467.1 


ref|NR_026465.1 
5 
ref|NR_026458.1 

3083185 308466 
rales; 


ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026453.1 


ref|NR_026452.1 
; Micrococcaceae 
ref |NR_026451.1 


; Micrococcaceae 
ref|NR_026449.1 

3096668 309807 
les; Corynebacte 


ref|NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref |NR_026447.1 
amia ignava Bact 


ref|NR_026446.1 


ref|NR_026440.1 
3110031 311146 
Peptococcaceae; 
ref|NR_026437.1 
3114620 311608 
ales; Micrococc 


ref|NR_026436.1 
3116131 311762 
les; Psychr 


ref|NR_026434.1 
3119211 312059 
les; Corynebacte 


33.1 
4 


ref 
3 


NR_0264 
120644 31221 


gi|219846840 


Ornithinicoccus 
1 Ornithinicoccus 


ineae; 


Eremococcus coleocola 


54 3049838 Eremococcus coleocola 


Streptococcus ovis 
ovis Bacteria; 


Microbacterium 
0 Microbacterium 


rococcineae; 


Vagococcus lutrae 


11 3070973 Vagococcus lutrae Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Thermoanaerobacter 
6 Thermoanaerobacter 


Thermoanaerobacteraceae; 


Natronincola 
0 Natronincola 
Natronincola. 
Granulicatella 
3 Granulicatella 
tella. 
Ignavigranum ruoffiae 


90 Ignavigranum ruoffiae Bacteria; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 

Corynebacterium 
1 Corynebacterium 
rineae; 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Facklamia ignava ATCC 
eria; Firmicutes; 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 


ref |NR_026432.1 


Ammoniphilus 


oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


260386 Bacteria_16S 


strain HK1 0089 1 


3133628 3133579 42 
6S ribo 


91 


Actinobacteria; Actinoba 


260386 Bacteria_ 


strain GY-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


260386 Bacteria_ 


16S 3139587 3139538 42 
Deinococci; 


16S 3141134 3141085 42 


617-93 16S ribosomal RNA, partial sequence 


Bacillales; 
260386 Bacteria_ 


strain 2045-94 16S ribosomal RNA, partial sequence 
Bacillales Family XI. 


Firmicutes; 
260386 Bacteria_ 


falsenii CCUG 336 
Bacteria; Actinobacteria; 


Corynebacterium. 
260386 Bacteria_ 
strain DSM 44267 


260386 Bacteria_ 


Bacillales; 


16S 3142693 3142644 42 


16S 3148690 3148641 42 
51 16S 


16S 3153281 3153232 42 


16S 3156442 3156393 42 


Thermales; 


ribosomal RNA, partial 


91 


Thermaceae; 


91 


3140051 3141558 Gemella bergeri Bacteria; 
Bacillales Family XI. Incertae Sedis; Gemella. 


91 


91 


91 


91 


Incertae 


sequence 
Actinobacteridae; Actinomycetales; 


gi| 219846833 


somal RNA, partial sequence 3132587 31340 
cteridae; Actinomycetales; Micrococcineae; 


gi| 219846829 


3138565 31400 
Meiothermus. 


gi| 219846828 


gi|219846827 
3141609 31431 
Sedis; 
219846823 
31476 


gi 


gi|219846820 


16S ribosomal RNA, partial sequence 3152235 31537 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi| 219846818 


Corynebacterineae; 


ref |NR_026425.1 


ref|NR_026421.1 
ref|NR_026420.1 
ref 


NR_026419.1 


ref|NR_026415.1 


ref |NR_026412.1 


ref|NR_026410.1 


kuznetsovii strain DSM 6 


115 16S ribosomal RNA, 


partial 


w 


sequence 


155325 315690 


kuznetsovii DSM 6 


260386 Bacteria_ 


guttoideum strain 
guttoideum Bacteria; 


260386 Bacteria_ 
strain YH-15 16S 


115 Bacteria; Firmicutes; 
16S 3158023 3157974 42 


Firmicutes; 
16S 3165530 3165481 42 


Clostridia; 


Clostridia; 


91 


91 


ribosomal RNA, 


partial sequence 


Firmicutes; 


mathranii strain 
Bacteria; 


Lactobacilla 
260386 Bacteria_16S 
A3 16S 
Firmicutes; 
260386 Bacteria_16S 


3174638 3174589 42 


cl 


mucifaciens strain DMMZ 
mucifaciens Bacteria; Ac 


Corynebacteriaceae; 


260386 Bacteria_16S 
IBS B52 


singulare strain 
singulare Bacteria; 
Corynebacteriaceae; 


260386 Bacteria_16S 


strain ATCC 70062 
Firmicutes; 


260386 Bacteria_16S 
kroppenstedtii strain CCUG 35717 16S ribosomal 


Cory 


3179255 3179206 42 


Acti 
Cory 


les; Lactobacillaceae; 
91 
ribosomal RNA, partial 
ostridia; 
91 


nebacterium. 
91 


218 16S ribosomal RNA, 


nebacterium. 


3180659 3180610 42 
8 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
3200673 3200624 42 


91 


91 


sequence 
Thermoanaerobacterales; 
3176159 3176110 42 
2278 16S ribosomal RNA, partial 
tinobacteria; Actinobacteridae; 


partial 
nobacteria; Actinobacteridae; Act 


Facklamia. 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 


260386 Bacteria_16S 


strain M408/89/1 


3202111 3202062 42 


91 


gi|219846817 


DSM 4024 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi| 219846812 
3164429 31659 


Lactobacillus. 


gi|219846805 


219846804 
sequence 
Actinomyc 


gi 


219846802 
sequence 


gi 


219846801 
31795 


gi 


gi|219846788 


RNA, partial sequence 


gi| 219846787 


16S ribosomal RNA, partial sequence 3201064 32024 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


Corynebacterium. 


260386 Bacteria_16S 
strain HA2P 16S r 
Spirochaetales; 
260386 Bacteria_16S 
mastitidis strain 
Bacteria; Actinob 


Spirochaetes; 


Corynebacterium. 


260386 Bacteria_16S 
sundsvallense str 
sundsvallense Bac 


3205082 3205033 42 


3206573 3206524 42 


3208098 3208049 42 


Corynebacteriaceae; Corynebacterium. 


260386 Bacteria_16S 
train DSM 44291 16S ribosomal RNA, partial seque 
acteria; Actinobacteria; Actinobacteridae; 


lipophiloflavum s 


lipophiloflavum B 


3214071 3214022 42 


Corynebacteriaceae; Corynebacterium. 


260386 Bacteria_16S 


imitans strain 20 


Bacteria; Actinob 


Corynebacterium. 


260386 Bacteria_16S 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 


3215596 3215547 42 


3224761 3224712 42 


ibosomal RNA, partial sequence 
Spirochaetaceae; 


91 


91 


S-8 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


91 


91 


91 


23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


91 


Treponema. 


gi|219846785 
3204032 32054 


219846784 
32055 
Cory 


gi 


gi|219846783 


ain CCUG 36622 16S ribosomal RNA, partial sequen 
teria; Actinobacteria; Actinobacteridae; 


gi| 219846778 


Actin 


219846777 
32145 
Cory 


gi 


gi|219846771 


Clostridiales; 


Lachnospiraceae. 


3173565 3175071 Thermo 
Thermoanaerobacteraceae 


inomycetales; 


Actinomycetales; 


Peptococcac 
NR_026409.1 
156952 315844 


ref 
2 


ref |NR_026404.1 
45 Lactobacillus 


ref |NR_026397.1 


ref|NR_026396.1 
3175122 317658 
etales; Coryneba 


ref 
3 


NR_026394.1 
178210 317953 
Corynebact 


ref |NR_026393.1 
83 3181087 Fackla 
ref |NR_026380.1 

319961 
Actinomyceta 


ref |NR_026379.1 


eae; Corynebacte 


ref |NR_026377.1 


ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


ref |NR_026375.1 
ce 3207052 320851 


Coryne 
ref|NR_026370.1 
nce 321302 


omycetales; 
ref|NR_026369.1 


nebacterineae; 


Demetria terragena 


43 Demetria terragena Bacteria; 
Dermacoccaceae; 


Demetria. 
Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Gemella bergeri strain 
Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Corynebacterium 


42 3149116 Corynebacterium falsenii 
Corynebacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
Intrasporangiaceae; 


Terracoccus. 
Desulfotomaculum 

1 Desulfotomaculum 

eae; Desulfotomaculum. 
Desulfotomaculum 

6 Desulfotomaculum 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Thermoanaerobacter 

anaerobacter mathranii 

; Thermoanaerobacter. 
Corynebacterium 

0 Corynebacterium 

cterineae; 


Corynebacterium 
2 Corynebacterium 
erineae; 


Facklamia hominis 
mia hominis Bacteria; 


Corynebacterium 
4 3201013 Corynebacterium 


les; Corynebacterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 


Corynebacterineae; 


Corynebacterium 


49 3216020 Corynebacterium imitans 
Corynebacteriaceae; 


ref |NR_026363.1 


Actinomyces europaeus 


3223689 3225098 Actinomyces europaeus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 


Actinomyces. 


260386 Bacteria_16S 


strain DSM 11140 
CECT 4600 16S rib 
Proteobacteria; G 


strain DSM 10022 
Firmicutes; Clost 


260386 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


lipolytica strain 
Bacteria; Firmicu 


260386 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


260386 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


260386 Bacteria_16S 
train Z-7935 16S ribosomal RNA, partia 
Deltaproteoba 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


260386 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


260386 Bacteria_16S 
in DSM 10349 16S ribosomal RNA, partia 


aeronauticum stra 
aeronauticum Bact 


260386 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


260386 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


260386 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


260386 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


260386 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


260386 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


260386 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


260386 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


260386 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


260386 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


260386 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


260386 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


3226196 3226147 42 


3227746 3227697 42 
osomal RNA, partial sequence 


91 


3230705 3230656 42 91 
ridia; Clostridiales; 
3233797 3233748 42 

ain Bn9 16S ribosomal RNA, 


91 


3235321 3235272 42 91 


tes; Clostridia; 
3241409 3241360 42 91 
ridia; Clostridiales; 


3242957 3242908 42 91 


3244517 3244468 42 91 


acteria; 
riod. 


Proteobacteria; 


3246062 3246013 42 
osomal RNA, partial sequence 
riaceae; Listeria. 

3247512 3247463 42 


91 


91 


Firmicutes; Clostridia; 
3249028 3248979 42 91 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
3265474 3265425 42 

osomal RNA, partial sequence 
ridia; Clostridiales; 
3271523 3271474 42 91 
16S ribosomal RNA, partial se 
ammaproteobacteria; Enterobact 
3273061 3273012 42 91 
16S ribosomal RNA, partial se 
ammaproteobacteria; Enterobact 
3274572 3274523 42 91 
6S ribosomal RNA, partial sequ 
ridia; Clostridiales; Eubacter 
3276081 3276032 42 91 
6S ribosomal RNA, partial sequ 
ridia; Clostridiales; Eubacter 
3277600 3277551 42 91 
DSM 8238 16S ribosomal RNA, p 
ia; Firmicutes; Clostridia; Cl 
3279109 3279060 42 91 
DSM 8237 16S ribosomal RNA, pa 
a; Firmicutes; Clostridia; Clo 
3280628 3280579 42 91 
6S ribosomal RNA, partial sequ 
ridia; Clostridiales; Eubacter 
3282147 3282098 42 91 
in DSM 2925 16S ribosomal RNA, 
eria; Firmicutes; Clostridia; 
3283671 3283622 42 91 
DSM 1911 16S ribosomal RNA, pa 
a; Firmicutes; Clostridia; Clo 
3285196 3285147 42 91 
6S ribosomal RNA, partial sequ 
ridia; Clostridiales; Eubacter 


eria; 


91 


260386 Bacteria_16S 


3286709 3286660 42 91 


91 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


ammaproteobacteria; Vibrionales; Vibri 
260386 Bacteria_16S 


complete se 
teria; Chlamydiae; Chlamydiales; Parac 
260386 Bacteria_16S 
JW265 16S ribosomal RNA, partial sequ 
Clostridiales; 


ibosomal RNA, partial sequence 
Clostridiaceae; 


Clostridiaceae; 


Clostridiaceae; 


gi|219846770 
oc 
gi|219846769 
3226672 32281 
onaceae; 


gi|219846767 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fa 


mily XI. I 
219846765 
quence 
hl 
219846764 
ence 32342 
Syntroph 
gi| 219846760 
3240430 32418 
Th 
219846759 
quence 


v 


gi 


gi 


gi 


219846758 
1 
ct 


gi 
eria; 


gi|219846757 
3244997 32464 


219846756 
as 
Clostridiales; 

gi|219846755 

3247999 32493 
cl 
gi|219846744 
3264433 32658 
C1 
219846740 
32704 

Enterobac 
219846739 
32719 


gi 


gi 
quence 
eriales; 
gi 
quence 
eriales; Enterobac 
gi| 219846738 
ence 3273522 32749 
iaceae; Eubacteriu 
gi| 219846737 
ence 3275046 32765 
iaceae; Acetobacte 
gi| 219846736 
artial sequence 
ostridiales; Eubac 
gi| 219846735 
rtial sequence 
stridiales; Eubact 
gi| 219846734 
ence 3279583 32810 
iaceae; Acetobacte 
gi| 219846733 
partial sequence 
Clostridiales; Eub 
gi| 219846732 
rtial sequence 
stridiales; Eubact 
gi| 219846731 
ence 3284145 32856 
iaceae; Acetobacte 
gi| 219846730 


occineae 


Vv 


amydiace 


omonadac 


ermobrac 


Desulfov 


sequence 
De 


sequence 
Pep 


ostridiu 


ostridiu 


ref|NR_026362.1| Janibacter limosus 
21 Janibacter limosus Bacteria; 
; Intrasporangiaceae; Janibacter. 
ref|NR_026361.1| Vibrio tapetis strain 
43 Vibrio tapetis Bacteria; 
ibrio. 
ref |NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026357.1 
3232707 323424 
ae; Parachlamydi 
ref |NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntropha. 
ref|NR_026352.1| Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
hium. 
ref |NR_026351.1 
3241884 324339 
ibrionales; Desu 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 

Parachlamydia 
7 Parachlamydia 
a. 

Thermosyntropha 
syntropha lipolytica 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


ref|NR_026350.1 
3243444 324494 
sulfovibrionales 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 
ref|NR_026349.1| Listeria grayi strain 
22 Listeria grayi Bacteria; Firmicutes; 


ref|NR_026348.1 
3246473 324794 


Desulfotomaculum 
8 Desulfotomaculum 
tococcaceae; Desulfotomaculum. 
ref|NR_026347.1| Clostridium isatidis 
30 Clostridium isatidis Bacteria; 
m. 
ref |NR_026336.1| Clostridium vincentii 
96 Clostridium vincentii Bacteria; 
m. 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shigella. 
ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 
m. 
ref|NR_026329.1| Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetobacterium. 
ref|NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 
3282621 328409 
eriaceae; Acetobacterium. 
ref|NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
rium. 
ref |NR_026322.1 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 

Acetobacterium 
2 Acetobacterium 


Acetobacterium 
0 Acetobacterium 
tobacterium. 

Acetobacterium 
4 Acetobacterium 


Clostridium pascui 


strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostrid 


iaceae; Clostridiu 


mM. 


260386 Bacteria_16S 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 


islandicus strain 
Bacteria; Nitrosp 
260386 Bacteria_ 


ruminis strain DS 


3288236 3288187 42 


91 


gi 
ence 328 


219846729 


hermodesul 


16S 3297420 3297371 42 91 


M 9787 16S ribosomal RNA, partial sequ 


gi 
ence 329 


219846723 


ref |NR_026321.1 
71 
brio. 


NR_026315.1 


fovi 
ref 
63 


91 3288591 Thermo 


73 3297834 Pseudo 


Thermodesulfovibrio 
desulfovibrio islandicus 


Pseudobutyrivibrio 
butyrivibrio ruminis 


Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

260386 Bacteria_16S 3298946 3298897 42 91 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

260386 Bacteria_16S 3301987 3301938 42 91 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 

260386 Bacteria_16S 3303557 3303508 42 91 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
Firmicutes; Bacillales; Salinicoccus. 

260386 Bacteria_16S 3311131 3311082 42 91 gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

260386 Bacteria_16S 3314110 3314061 42 91 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

260386 Bacteria_16S 3315645 3315596 42 91 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

260386 Bacteria_16S 3317170 3317121 42 91 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

260386 Bacteria_16S 3318691 3318642 42 91 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

260386 Bacteria_16S 3323244 3323195 42 91 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

260386 Bacteria_16S 3352114 3352065 42 91 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 


strain DSM 9580 1 


Dermabacteraceae; 


260386 Bacteria_16S 


strain DSM 7083 1 


nesterenkovii Bac 
Dermabacteraceae; 


260386 Bacteria_16S 
alimentarium stra 
alimentarium Bact 


Dermabacteraceae; 


260386 Bacteria_16S 
halophilus strain 
halophilus Bacter 
260386 Bacteria_16S 


strain DSM 20748 


Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

260386 Bacteria_16S 3366079 3366030 42 91 gi|219846673|ref|NR_026265.1 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 336503 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

260386 Bacteria_16S 3378124 3378075 42 91 gi|219846664|ref|NR_026256.1 
strain M17C 16S ribosomal RNA, partial sequence 3377063 33785 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccacea 

260386 Bacteria_16S 3394721 3394672 42 91 gi| 219846649 |ref|NR_026241.1 


strain DSM 2062 1 


3355199 3355150 42 91 
rain CNRZ 926 16S ribosomal RN 
cteria; Actinobacteria; Actino 
Brachybacterium. 


3356759 3356710 42 91 


3358322 3358273 42 91 
teria; Actinobacteria; Actinob 
Brachybacterium. 
3359886 3359837 42 91 
in CNRZ 925 16S ribosomal RNA, 
eria; Actinobacteria; Actinoba 
Brachybacterium. 
3361470 3361421 42 91 
DSM 20408 16S ribosomal RNA, 
ia; Firmicutes; Bacillales; Ba 
3363037 3362988 42 91 


3396230 3396181 42 91 


ain DSM 9573 16S ribosomal RNA, partia 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 
tyrofermentans st 
tyrofermentans Ba 


ococcine 

gi 
A, compl 
bacterid 


et 
ae 


e sequ 
Acti 


a 
gi 


ococcine 
gi 
1 
e; 


sequen 
acterida Actin 

gi 
partial 
cteridae 


sequenc 


Actino: 


v 


gi 
partial 
cillacea 


gi 


se 
e; 


quence 
Marin 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


ococcine 


gi 


219846680 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 
nesterenkovii str 


219846678 


219846677 


219846676 


219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


219846648 


ae; Microbacteriac 
ref |NR_026272.1 
ce 3354134 335564 


mycetales; Micro 


en 
no 


ref |NR_026271.1 


; Dermabacterace 
ref |NR_026270.1 
ce 3357257 335877 
omycetales; Microc 


ae 


NR_026269.1 
3358821 336033 
les; Microco 


e 
my’ 


NR_026268.1 
3360383 336190 
occus. 
ref |NR_026267.1 
41 Salimicrobium 


Oc 


, Br 
ref 


ae evibacteriac 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Brachybacterium 

5 Brachybacterium 

coccineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 
0 Brachybacterium 
occineae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Caloramator 

4 3366453 Caloramator 
Caloramator. 

Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 
e: 


Kytococcus. 
Brevibacterium iodinum 


v 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 


NR_026240.1 


Promicromonospora 


citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Promicromonospora 


260386 Bacteria_16S 


strain DSM 43852 


Arthrobacter. 


260386 Bacteria_16S 


strain DSM 20167 


strain DSM 20119 


strain DSM 20138 


histidinolovorans 
histidinolovorans 


3397733 3397684 42 


3399260 3399211 42 


3400795 3400746 42 


3402321 3402272 42 


3403860 3403811 42 


3405390 3405341 42 


Micrococcaceae; Arthrobacter. 


260386 Bacteria_16S 


strain DSM 20116 


strain ATCC 33048 
Bacteria; 


strain NCTC 10951 


Actinobacteria; Actinobac 
260386 Bacteria_16S 


strain CIP 103259 


3406916 3406867 42 


3411546 3411497 42 


Clostridia; 
3413067 3413018 42 


3414529 3414480 42 


3415997 3415948 42 


91 


91 


91 


91 


91 


91 


91 


91 


91 


91 


91 


gi 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
260386 Bacteria_16S 
uratoxydans strai 
uratoxydans Bacte 


gi 


n DSM 20647 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
260386 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
260386 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
260386 Bacteria_16S 


gi 


gi 


16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
260386 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
Firmicutes; 
260386 Bacteria_16S 


Clostridiales; Veillonellaceae; 


gi 


16S ribosomal RNA, partial sequence 
teridae; Actinomycetales; Actinomycineae; 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobac 
260386 Bacteria_16S 


gi 


strain NCTC 25174 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Cellulomonas. 


260386 Bacteria_16S 


strain ATCC 43992 


Proteobacteria; G 
260386 Bacteria_16S 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


260386 Bacteria_16S 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


260386 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


260386 Bacteria_16S 
CC 29592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


260386 Bacteria_16S 


strain DZZM 328 1 


3429360 3429311 42 


3430848 3430799 42 


e; Corynebacterium. 
3432220 3432171 42 


e; Corynebacterium. 
3433668 3433619 42 


3435026 3434977 42 


e; Corynebacterium. 
3436460 3436411 42 


91 


91 


91 


91 


91 


91 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


gi 


gi 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 3435424 34367 


219846647 


219846646 


219846645 


219846644 


219846643 


219846642 


219846641 


219846637 


219846636 


219846635 


219846634 


219846625 


219846624 
sequence 


219846623 
sequence 


219846621 


219846620 


219846619 


ref 
51 Oerskovia enterophila Bacteria; 
Cellulomonadaceae; 
ref 
3398202 33996 
Actinomycetales; 


ref 
13 Arthrobacter 
Micrococcaceae; 
ref 
49 Arthrobacter 
Micrococcaceae; 
ref 
85 Arthrobacter 


NR_026239.1 


NR_026238.1 


NR_026237.1 


NR_026236.1 


NR_026235.1 


Oerskovia enterophila 


Oerskovia. 
Arthrobacter 


85 Arthrobacter 
Micrococcineae; Micrococcaceae; 


Arthrobacter sulfureus 
sulfureus Bacteria; 
Arthrobacter. 
Arthrobacter oxydans 
oxydans Bacteria; 
Arthrobacter. 
Arthrobacter ilicis 
ilicis Bacteria; 


Micrococcaceae; Arthrobacter. 


ref 
strain DSM 20115 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; M 
ref 
45 Arthrobacter 
Micrococcaceae; 
ref 
3410452 3411955 Diali 
Dialister. 
ref 
3412006 3413422 Actin 


NR_026234.1 


NR_026233.1 


NR_026229.1 


NR_026228.1 


fo} 


Arthrobacter 


3404336 3405815 Arthrobacter 
icrococcineae; 


Arthrobacter aurescens 
aurescens Bacteria; 
Arthrobacter. 
Dialister pneumosintes 


ster pneumosintes 


Actinomyces viscosus 
myces viscosus Bacteria; 


Actinomycetaceae; Actinomyces. 


ref 
3413473 3414913 Actin 
teridae; Actinomycetales; Actinomycineae; 


NR_026227.1 


fo} 


Actinomyces israelii 
myces israelii Bacteria; 


Actinomycetaceae; Actinomyces. 


ref 
3414964 3416365 Cellu 
Micrococcineae; 


ref 
3428293 3429730 Shewanella benthica Bacteria; 
Shewanellaceae; Shewanella. 


ref 


NR_026226.1 


NR_026217.1 


NR_026216.1 


Cellulomonas humilata 


lomonas humilata 
Cellulomonadaceae; 


Shewanella benthica 


Corynebacterium 


3429781 3431124 Corynebacterium 


Actinomycetal 


ref 


es; 


NR_026215.1 


Corynebacterineae; 


Corynebacterium 


3431175 3432575 Corynebacterium 


Actinomycetales; 


ref 
CC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
acteria; Actinobacteridae; Actinomycetales; 


NR_026213.1 


NR_026212.1 


Corynebacterineae; 


Corynebacterium 


Corynebacterineae; Corynebacteriaceae; 


Corynebacterium 


3433993 3435373 Corynebacterium 


ref 
52 Corynebacterium auris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacterium. 


260386 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


260386 Bacteria_16S 


strain DSM 20315 


strain DSM 20032 


3446965 3446916 42 


ridia; Clostridiales; 
3453201 3453152 42 


3454727 3454678 42 


3456256 3456207 42 


91 


91 


91 


91 


gi 


6S ribosomal RNA, partial sequence 3445905 34473 
Clostridiaceae; 


gi 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
260386 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


gi 


219846612 


Clostridium. 
219846608 


219846607 


ococcineae; 
219846606 


ref 
86 Clostridium viride Bacteria; 


ref 
11 Micrococcus lylae Bacteria; 


NR_026211.1 


NR_026204.1 


NR_026200.1 


Corynebacterineae; 


Corynebacterium auris 


Corynebacteriaceae; 


Clostridium viride 


Micrococcus lylae 


Micrococcaceae; Micrococcus. 


ref 
36 Kocuria kristinae Bacteria; 
crococcaceae; 


Mi 


ref 


NR_026199.1 


NR_026198.1 


Kocuria kristinae 


Kocuria. 
Arthrobacter agilis 


strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


260386 Bacteria_16S 


strain DSM 20541 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
260386 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


Micrococcaceae; Arthrobacter. 
260386 Bacteria_16S 


strain DSM 20546 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


polychromogenes s 
polychromogenes B 


Micrococcaceae; Arthrobacter. 
260386 Bacteria_16S 


strain DSM 20545 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


260386 Bacteria_16S 


crystallopoietes 
crystallopoietes 


Micrococcaceae; Arthrobacter. 
260386 Bacteria_16S 


strain DSM 20133 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


260386 Bacteria_16S 


strain 6843 DSM 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
260386 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


260386 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
260386 Bacteria_16S 


acetireducens str 
acetireducens Bac 


260386 Bacteria_16S 


strain DSM 3133 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


3457785 3457736 42 91 gi 


219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


oc 
3459279 3459230 42 91 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


al 
e; 


3460800 3460751 42 91 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


te 
ae 
3462321 3462272 42 


91 gi 


occineae 


219846603 


sequenc 


219846602 


sequenc 
Actino: 


, 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


oc 
3463843 3463794 42 91 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


ti 
da 
3465367 3465318 42 


91 gi 


219846600 


al seque 
e; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


oc 
3466889 3466840 42 91 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


se 
Ac 


3468411 3468362 42 91 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


rt 
id 
3469937 3469888 42 


91 gi 


occineae 


219846598 


quence 
tinomyce 


219846597 


ial sequ 
ae; Acti 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


oc 
3471457 3471408 42 91 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 
A 
3479100 3479051 42 


91 gi 


occineae 


219846595 


equence 
ctinomyc 


219846590 


6S ribosomal RNA, partial sequence 3478022 34794 


no: 
3480558 3480509 42 91 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 
3482033 3481984 42 91 gi 
16S ribosomal RNA, partial sequence 


1 
A 


no 
3483492 3483443 42 91 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3488176 3488127 42 91 gi 


al 
di 


sequence 
ctinomyc 


219846588 


34809 
mycineae 


219846587 


sequenc 
ales; Cl 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 


oc 
3498755 3498706 42 91 gi 
16S ribosomal RNA, partial sequence 

no 


260386 Bacteria_16S 


3501707 3501658 42 91 gi 


occineae 


219846577 


34976 
mycineae 


219846575 


strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 


Firmicutes; Clost 


260386 Bacteria_16S 


ridia; Clostridiales; Clostridiaceae; Cl 


3503146 3503097 42 91 gi 


ostridiu 


219846574 


strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 35035 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


strain DSM 43045 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


strain DSM 20145 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


oc 


3504674 3504625 42 91 gi 


occineae 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


oc 


3506201 3506152 42 91 gi 


219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


oc 
3507719 3507670 42 91 gi 
DSM 20166 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


260386 Bacteria_16S 


3509240 3509191 42 91 gi 


occineae 


219846571 


uence 
inomycet 


219846570 


liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 


Actinomycet 


occineae; 


mycineae; 
219846589 


occineae; 


ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
3; Micrococcacea 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


’ 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026187.1 

3470399 347186 
etales; Micrococ 
ref|NR_026182.1 
; Actinomycetace 
ref|NR_026181.1 

3479494 348091 
etales; Actinomy 


ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026176.1 


; Cellulomonadac 
ref |NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026167.1 


mM. 


ref|NR_026166.1 


, Br 
ref 


evibacteriac 
NR_026165.1 


crobacteriac 
NR_026164.1 


7 Mi 
ref 
; Microbacteriac 
ref|NR_026163.1 
3506673 350814 
ales; Micrococci 


, 


ref |NR_026162.1 
3508192 350966 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


’ 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


v 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Clostridium 
2 Clostridium 
ostridium. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 


liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


260386 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


260386 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


260386 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
260386 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
260386 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
260386 Bacteria_16S 


strain DSM 20528 


Actinobacteria; Actinobac 
260386 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


260386 Bacteria_16S 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


260386 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


260386 Bacteria_16S 


homopropionicum s 
homopropionicum B 


260386 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


260386 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


260386 Bacteria_16S 
DSM 8725 16S ribosomal RNA, partial s 
Bacillales; 


pseudalcaliphilus 
pseudalcaliphilus 


260386 Bacteria_16S 


strain DSM 8723 
Firmicutes; Bacil 
260386 Bacteria 
strain DSM 8722 
Firmicutes; Bacil 
260386 Bacteria_ 
strain DSM 8721 
Firmicutes; Bacil 
260386 Bacteria 
strain DSM 8720 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


260386 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


260386 Bacteria_16S 
rain ATCC 25780 16S ribosomal 


paraputrificum st 
paraputrificum Ba 


16S 
6S ribosomal RNA, partial sequence 
Bacillus. 
16S 
6S ribosomal RNA, partial sequence 
Bacillus. 
16S 


; Microbacterium. 

3510760 3510711 42 
DSM 2053 
a; Actin 


3512284 3512235 42 
SM 20427 
; Actino 


3513808 3513759 42 
6S ribos 


3515332 3515283 42 
6S ribos 


3516851 3516802 42 
16S ribo 


3518373 3518324 42 
16S ribo 


3519928 3519879 42 


16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; Myco 


3524493 3524444 42 


7 
e; Saccharopolyspora. 


3525968 3525919 42 


91 


0 16S ribosomal RNA, partial s 
obacteria; Actinobacteridae; Act 


91 


16S ribosomal RNA, partial se 
bacteria; Actinobacteridae; Ac 


91 


91 


91 


91 


91 


91 


91 


219846569 
equence 
inomycet 


gi 


219846568 
quence 
tinomyceta 


gi 


gi|219846567 


omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micr 


oc 


gi| 219846566 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micr 


ococcineae 


gi|219846565 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micr 


occineae 
64 


oc 


gi|2198465 


somal RNA, partial sequence 3517327 35187 
teridae; Actinomycetales; Micr 


ococcineae 
219846563 
35188 
plasma. 
219846560 
equence 
tinomyceta 


gi 


gi 


gi|219846559 


6S ribosomal RNA, partial sequence 3524935 35264 


ridia; Clostridiales; Clostridiaceae; Clostridiu 

3530568 3530519 42 91 gi| 219846556 
train DSM 5847 16S ribosomal RNA, partial sequen 
acteria; Firmicutes; Clostridia; Clostridiales; 

3532098 3532049 42 91 gi| 219846555 
omal RNA, partial sequence 3531057 3532455 Sarci 
ridiales; Clostridiaceae; Sarcina. 

3533544 3533495 42 91 gi|219846554 
S ribosomal RNA, partial sequence 3532506 35339 


ridia; Clostridiales; 


3535096 3535047 42 


Bacteria; Firmicutes; 
3536663 3536614 42 


6S ribosomal RNA, partial sequence 
Bacillus. 


lales; Bacillaceae; 
3538219 3538170 42 


lales; Bacillaceae; 
3539790 3539741 42 


lales; Bacillaceae; 
3541362 3541313 42 
6S ribosomal RNA, 
lales; Bacillaceae; 
3542917 3542868 42 


6S ribosomal RNA, partial sequence 
Bacillus. 


lales; Bacillaceae; 
3544473 3544424 42 
6S ribosomal RNA, 
lales; Bacillaceae; 
3546029 3545980 42 
somal RNA, 
laceae; Bacillus. 

3550625 3550576 42 


cteria; Firmicutes; 


260386 Bacteria_16S 
strain IndiB4 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


3552156 3552107 42 


ridia; Clostridiales; 


complete sequence 


Clostridiaceae; 


91 


91 


91 


91 


91 


complete sequence 
Bacillus. 


91 


91 


complete sequence 
Bacillus. 


91 


91 


Clostridia; 


91 


Sarcina. 
219846553 
equence 
Bacillaceae; 
gi|219846552 
3535585 35370 


gi 


gi|219846551 
3537139 35386 


gi|219846550 
3538695 35402 


gi|219846549 
3540266 35417 


gi|219846548 
3541838 35433 


gi|219846547 
3543393 35448 


gi|219846546 
3544949 35464 


219846543 
tial seque 
idiales; C 
219846542 


gi 
RNA, par 
Clostr 


occineae; 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


, 


ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


ref|NR_026159.1 
33 Rathayibacter 
3 Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026156.1 


; Microbacteriac 
ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_026152.1 

3523483 352488 
les; Pseudonocar 
ref|NR_026151.1 
m. 
ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026147.1 
na maxima Bacter 


ref |NR_026146.1 


3 
Baci 
ref|NR_026144.1 
88 Bacillus 


ref |NR_026143.1 


ref|NR_026142.1 


ref|NR_026141.1 
87 Bacillus 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref|NR_026138.1 
54 Bacillus 


ref 

nce 

lost 
ref 


NR_026135.1 
354957 
ridiaceae; C 


gi 


Caloramato 


cohnii Bacteria; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Mycoplasma genitalium 
asma genitalium 


Saccharopolyspora 
4 Saccharopolyspora 


dineae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 

Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


mapalus Bacteria; 


Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Clostridium 
2 3551038 Clostridium 
lostridium. 
Caloramator indicus 


NR_026134.1 


Yr. 


3551089 3552603 Caloramator indicus Bacteria; 
Clostridiaceae; 


260386 Bacteria_ 


strain Milford 74 
G 


Proteobacteria; 
260386 Bacteria_ 


strain ATCC 15338 
G 


Proteobacteria; 
260386 Bacteria_ 


strain 717 16S ri 
G 


Proteobacteria; 

260386 Bacteria_ 
nigripulchritudo 
nigripulchritudo 
260386 Bacteria_ 
80 16S ribosomal 


Gammaproteobacter 
260386 Bacteria_16S 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
260386 Bacteria_16S 
strain NS 16S rib 
G 


strain ATCC 14048 
Proteobacteria; 


Proteobacteria; 


strain ATCC 35912 
Bacteria; 


Clostridiaceae; 


strain BL 70/20 1 
Firmicutes; 


cellobioparum Bac 


260386 Bacteria_16S 
strain 743A 16S r 
Clost 
260386 Bacteria_16S 
lentocellum strai 
Firmicu 
260386 Bacteria_16S 
celerecrescens strain DSM 5628 16S ribosomal RNA, parti 
celerecrescens Bacteria; 
260386 Bacteria_16S 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosig 
260386 Bacteria_16S 


Firmicutes; 


Bacteria; 


strain NCIMB 629 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


260386 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


260386 Bacteria_16S 
n IFO 14789 16S ribosomal RNA, partial 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


260386 Bacteria_16S 


strain OS-3256 16 


G 


Proteob 
260386 Bacteria_16S 
strain 234/92 16S 
Actinobacteria; Actinobacteridae; 
260386 Bacteria_16S 
stercorarium subs 


Clost 
260386 Bacteria_16S 
cellobioparum str 


16S 3558402 3558353 42 


16S 3559882 3559833 42 


16S 3561397 3561348 42 


16S 3562918 3562869 42 


Bacteria; 
16S 3564403 3564354 42 


RNA, partial sequence 


3565883 3565834 42 


3567389 3567340 42 


3568895 3568846 42 


3571914 3571865 42 


3582394 3582345 42 


lostridium. 


3583939 3583890 42 


acteria; Firmicutes; 
3593230 3593181 42 
ridia; Clostridiales; 
3594762 3594713 42 


teria; Firmicutes; 
3596300 3596251 42 
ridia; Clostridiales; 
3597833 3597784 42 
tes; Clostridia; 
3599381 3599332 42 


Firmicutes; 
3600960 3600911 42 


3610067 3610018 42 


lales; Planococcaceae; 
3611549 3611500 42 


lales; Planococcaceae; 
3641717 3641668 42 
ain M-13 16S ribosomal 
teria; Actinobacteria; 
Kitasatospora. 

3643242 3643193 42 


v 


; Kitasatospora. 


3644774 3644725 42 


3653908 3653859 42 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


strain 164 16S ribosomal RNA, 
Proteobacteria; 


ia; Vibrionales; Vibrionaceae; Vibrio. 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
260386 Bacteria_16S 

16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


ribosomal RNA, partial sequence 


p. thermolacticum strain TX41 
Clostridium stercorarium subsp. thermol 
Cc 
260386 Bacteria_16S 
thermopalmarium s 
thermopalmarium B 
260386 Bacteria_16S 
6S ribosomal RNA, partial sequence 3592199 35936 
Clostridiaceae; 


train BVP 16S ribosomal RNA, partial s 


91 gi| 219846520 
equence 

Clostridia; Clostridiales; 

91 gi| 219846513 


ain DSM 1351 16S ribosomal RNA, partia 
Clostridia; 


ibosomal RNA, partial sequence 
Clostridiaceae; 


n RHM5 16S ribosomal RNA, partial sequ 


Clostridiales; 


Clostridia; 


16S ribosomal RNA, partial sequence 3608971 36104 


16S ribosomal RNA, partial sequence 


ria; Actinobacteria; Actinobacteridae; 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
260386 Bacteria_16S 


acticum Bacteria; 


Clostridiu 
219846512 
1 sequence 
Clostridiales; Cl 

gi|219846511 

3595254 35967 
Clostridiu 
219846509 
ence 35967 
spiraceae; 
219846508 
al sequenc 
idiales; C 
219846506 


91 gi 


91 


91 gi 
Lachno 
91 gi 
Clostr 
91 gi 
ranulum. 


SL gi| 219846499 
Planococcus. 
91 219846498 


36104 


gi 


Planococcus. 


Firmicutes; 


ref|NR_026112.1 
3582883 358438 

Clostridiaceae; 

ref|NR_026105.1 


m. 
ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref |NR_026103.1 


m. 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026098.1 


ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026070.1 
3640656 364213 
ycetales; Strept 


ref |NR_026069.1 
3642181 364366 
etales; Streptom 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 


91 gi| 219846478 
RNA, partial sequence 

Actinobacteridae; Actinom 
91 gi| 219846477 
sequence 

Actinomyc 

91 gi|219846476 
3643713 36451 
Streptomycinea 

91 gi|219846469 


halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 


Clostridia; 


91 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
3557298 3558733 Vibrio tubiashii Bacteria; 
onaceae; Vibrio. 
91 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
3558784 3560248 Vibrio proteolyticus Bacteria; 
onaceae; Vibrio. 
91 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
3560299 3561764 Vibrio orientalis Bacteria; 
onaceae; Vibrio. 
91 gi|219846534|ref|NR_026126.1| Vibrio 
partial sequence 3561815 3563248 Vibrio 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
91 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
91 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
3564785 3566250 Vibrio natriegens Bacteria; 
onaceae; Vibrio. 
91 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
3566301 3567756 Vibrio diazotrophicus Bacteria; 
onaceae; Vibrio. 
91 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
3567807 3569262 Vibrio cincinnatiensis 
Vibrionales; Vibrionaceae; Vibrio. 
91 gi|219846528|ref|NR_026120.1| Turicella otitidis 
3570843 3572303 Turicella otitidis Bacteria; 
Bifidobacteriales; Turicella. 
91 gi|219846521|ref|NR_026113.1| Clostridium 
16S ribosomal RNA, partial sequence 3581316 3582832 


Clostridiales; 


Clostridium 
5 Clostridium 
Clostridium. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 
Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
idium lentocellum 
m. 
Clostridium 
6 Clostridium 
lostridium. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 
ycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 


ref|NR_026061.1 
3652827 365435 


Desulfotomaculum 
2 Desulfotomaculum 


260386 Bacteria_ 


gelidimarina stra 
gelidimarina Bact 


260386 Bacteria_ 


frigidimarina str 
frigidimarina Bac 


260386 Bacteria_ 


restrictus strain 
restrictus Bacter 
260386 Bacteria_1 


strain ATCC 15712 
Bacteria; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Pectobacterium. 


260386 Bacteria_16S 


strain 1846 16S 
Proteobacteria; 


chlororespirans s 


chlororespirans B 
260386 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; 
Bacteria; 


strain D6-1 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


260386 Bacteria_16S 


strain 2585 16S r 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

260386 Bacteria_16S 3723567 3723518 42 91 gi|219846419|ref|NR_026010.1 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 372398 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 3749934 3749885 42 91 gi|219846401|ref|NR_025992.1 
strain A089 16S ribosomal RNA, partial sequence 3748871 37503 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

260386 Bacteria_16S 3757535 3757486 42 91 gi|219846394|ref|NR_025985.1 


Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycop 


260386 Bacteria_16S 


thermocisternum s 
thermocisternum B 


260386 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


260386 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


260386 Bacteria_16S 
michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 


Proteob 
260386 Bacteria_1 
strain HK 204 16S 
G 
260386 Bacteria_1 
strain EN 101 16S 
G 
260386 Bacteria_1 
wasabiae strain S 
Proteob 
260386 Bacteria_1 
betavasculorum st 
betavasculorum Ba 


G 
260386 Bacteria_16S 
thermophilus stra 
thermophilus Bact 
260386 Bacteria_16S 


G 
260386 Bacteria_16S 
porcinus strain N 
Proteob 
260386 Bacteria_16S 


16S 3658493 3658444 42 91 gi 


eria; 
16S 


Proteobacteria; 
3660050 3660001 42 91 gi 
teria; Proteobacteria; 
16S 3666233 3666184 42 
PER-K23 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; 
6S 3667724 3667675 42 91 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; 
6S 3669229 3669180 42 91 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
6S 3670736 3670687 42 91 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
6S 3672243 3672194 42 91 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; 
6S 3673752 3673703 42 91 
rain ATCC 43762 16S ribosomal 
cteria; Proteobacteria; 


91 gi 


gi 


gi 
Gammaproteobac 
3675257 3675208 42 91 
ribosomal RNA, partial sequence 


ammaproteobacteria; Enterobacteriales; 
3678395 3678346 42 91 gi 


gi 


Deferribacteres; Deferribacteral 
3685897 3685848 42 91 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3695005 3694956 42 91 gi 


eria; 


ammaproteobacteria; Pasteurellales; Pa 
3696442 3696393 42 91 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3700937 3700888 42 91 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3711489 3711440 42 91 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3720459 3720410 42 91 gi 
ibosomal RNA, complete sequence 


lasmataceae; Mycoplasma. 
3765108 3765059 42 91 
train ST90 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3766611 3766562 42 91 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
3768022 3767973 42 91 gi 
SEBR 2840 16S ribosomal RNA, partial 

ia; Proteobacteria; Deltaproteobacteri 


gi 


3769478 3769429 42 91 gi 


in ACAM 456 16S ribosomal RNA, partial 
Gammaproteobacte 


ain ICP1 16S ribosomal RNA, partial se 
Gammaproteobact 


partial se 


Clostridia 


Enteroba 


Enteroba 


RNA, par 


in BMA1 16S ribosomal RNA, partial seq 


e 


E 


es 


ri 


Al: 


cl 


3756485 3757942 Mycop 


se 
ri 


ce 
ib 


se 
a; 


219846466 
s 
ri 
219846465 
qu 
er 
219846461 
qu 
le 
219846459 


ct 
219846458 
3668184 36696 
E 
219846457 
3669690 36711 
E 
219846456 


fond 
219846455 
ea 
te 


219846454 
3674212 36756 


219846452 
ue 


219846447 
se 


219846441 
6S ribosomal RNA, partial sequence 3693916 36953 
st 
219846439 
ce 


219846436 
3699882 37013 
219846429 


219846422 
3719395 37209 


219846388 


219846387 


219846386 


ref|NR_026058.1 

3657404 365891 
omonadales; She 
ref|NR_026057.1 

3658961 366046 
romonadales; Sh 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026049.1 


equence 
a; Alter 


ence 
ia; Alte 


ence 
s; Pepto 


36666 


eriales; 


teri 
ref 


nterobac aceae; Erwin 


NR_026048.1 
nterobacteriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 


36711 
eriales; 


al seque 
ria; Ent 


ref |NR_026045.1 


nterobacteriaceae; Panto 
ref|NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref|NR_026032.1 


nce 
Deferr 


v 


quence 
diales; 


eurellaceae. 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; 


ref |NR_026027.1 


36953 
ales; Pa 


ref|NR_026020.1 
25 3711931 Clostr 
m. 

ref 


37104 
ostridiu 
NR_026013.1 


lasma alvi Bacte 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


quence 
diales; 


37655 
rionales 


quence 
Desulfo 


219846385 


ref 


wanellaceae; 


e 


Shewanella 
0 Shewanella 
Shewanella. 
Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 
Dehalobacter 
8 Dehalobacter 
obacter. 
Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Bacillus 
9 Bacillus 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Mycoplasma alvi strain 
ria; Tenericutes; 


Desulfotomaculum 

6 Desulfotomaculum 
Desulfotomaculum. 
Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Desulfovibrio 

7 Desulfovibrio 
ulfovibrionaceae; 


Clavibacter 


NR_025976.1 


3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 


260386 Bacteria_16S 


strain S51-W 16S 
Proteobacteria; 


funditum strain p 
Bacteria; Firmicu 


260386 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


260386 Bacteria_16S 
in C94 16S ribosomal RNA, partial sequence 38307 
Clostridiales; 


flavefaciens stra 
Bacteria; Firmicu 


260386 Bacteria_16S 
somal RNA, partial sequence 3833603 3835009 Rumin 
Ruminococcaceae; 


strain 7 16S ribo 
Clostridia; Clost 


260386 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


260386 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


260386 Bacteria_16S 
ribosomal RNA, partial sequence 


strain AW 25 16S 
Firmicutes; Bacil 


260386 Bacteria_16S 
rain ATCC 35603 16S ribosomal 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


260386 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


260386 Bacteria_16S 


strain 4229 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


260386 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


260386 Bacteria_16S 
ain JT-3 16S ribosomal RNA, partial sequ 
Clostridia; 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


260386 Bacteria_16S 


brockii subsp. fi 


Thermoanaerobacte 


260386 Bacteria_16S 
strain DSM 735 16S ribosomal 
Proteobacteria; 


halodenitrificans 
halodenitrificans 
Halomonas. 


260386 Bacteria_16S 


strain HAR-13 16S 


strain IFO 15965 


amylolyticus stra 
amylolyticus Bact 


260386 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


G 
260386 Bacteria_16S 


3796671 3796622 42 91 gi|219846366|ref|NR_025957.1 
ribosomal RNA, partial sequence 3795600 37970 
ammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

3811862 3811813 42 91 gi|219846355|ref|NR_025946.1 
£3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnob 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

3830236 3830187 42 91 gi| 219846342 |ref|NR_025932.1 
bosomal RNA, partial sequence 3829173 38306 
ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

3831774 3831725 42 91 gi|219846341|ref|NR_025931.1 


tes; Clostridia; 


3834662 3834613 42 


ridiales; 
3840689 3840640 42 


3842238 3842189 42 


H200 16S ribosomal RNA, complete seque 
Halanaerobiales; 


tes; Clostridia; 


3845307 3845258 42 


lales; Staphylococcus. 
3851258 3851209 42 


cc 35603 Bacteria; 


3852770 3852721 42 


teria; 
Le 


Firmicutes; 
3883418 3883369 42 
rales; 
3892736 3892675 30 
Bacteria; 


3895834 3895785 42 
ribosomal RNA, 


3903353 3903304 42 


3904933 3904884 42 


Firmicutes; 
3908045 3907996 42 


eria; 


3909569 3909520 42 


Firmicutes; 


B15 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


91 gi| 219846339 
Ruminococcus. 

91 gi| 219846335 

38396 

ales; Fran 

91 gi| 219846334 

nce 38411 

Halanaerobiace 

91 gi| 219846332 

3844228 38456 

91 gi| 219846328 

RNA, partial seque 

Clostridia; Clost 

91 gi| 219846327 


rain CD2 16S ribosomal RNA, partial sequence 


91 


nnii strain AKo-1 16S ribosomal RNA, partial seq 
Thermoanaerobacter brockii subsp. 


finni 


91 


91 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
260386 Bacteria_16S 


91 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
260386 Bacteria_16S 
in NRRL NRS-290 16S ribosomal 
Bacillales; 


91 


91 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
260386 Bacteria_16S 


91 


strain A417 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


i Bacteria; 
Thermoanaerobacteraceae; 


Gammaproteobacteria; 


Ruminococcaceae; 


ence 
Thermoanaerobacte 


gi|219846307 


Thermoanaerobact 
gi| 219846300 
RNA, complete sequ 


gi| 219846298 
3894733 38962 
gi| 219846293 
cr 
gi|219846292 
RNA, partial seque 
Paenibacillaceae; 
gi| 219846289 
3906969 39084 


219846288 


ref 
ococ 


ref 


ref 
ae; 


ref 


ref 
nce 
ridi 


ref 


cteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 
3860316 3860267 42 91 gi|219846322|ref|NR_025912.1 
ibosomal RNA, partial sequence 3859256 38606 
icutes; Mycoplasmataceae; Mycoplasma. 
3872537 3872488 42 91 gi|219846314|ref|NR_025904.1 
ribosomal RNA, partial sequence 3871442 38729 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 
3874124 3874075 42 91 gi|219846313|ref|NR_025903.1 
16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 
tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
3880271 3880222 42 91 gi|219846309|ref|NR_025899.1 
S ribosomal RNA, complete sequence 3879197 38807 
ridia; Clostridiales; Clostridiaceae; Caloramator. 
3881845 3881796 42 91 gi|219846308|ref|NR_025898.1 


rale 


ref 
uenc 


Firmicutes; 


er. 
ref 
ence 


ref 


ref 


ypto 
ref 
nce 
Paen 
ref 


ref 


gi 


35 3832122 Rumino 
Ruminococcus. 


32 3841072 Blasto 
kine 


23 3842666 Halan 


3851732 38531 


3880766 38822 


Oceanospirillal 


NR_025929.1 
cus albus 7 


NR_025925.1 


ae; Geoderma 
NR_025924.1 
a 
Halanaerobiu 
NR_025922.1 


NR_025918.1 

385021 
ales; Rumino 
NR_025917.1 
9 


8 


s; Thermoana 
NR_025897.1 
e 388233 


NR_025890.1 
389163 
e 


NR_025888.1 


NR_025883.1 


sporangiacea 
NR_025882.1 

390383 
ibacillus. 
NR_025879.1 


Clostridia; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Carnobacterium 
acterium funditum 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Halanaerobium 

erobium lacurosei 

m. 

Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 


8 3883860 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Paenibacillus 
4 3905341 Paenibacillus 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


NR_025878.1 


Ureaplasma diversum 


3908492 3909969 Ureaplasma diversum Bacteria; 


260386 Bacteria_16S 3911098 3911049 42 91 gi| 219846287 |ref|NR_025877.1| Ureaplasma 
canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 3910020 3911499 Ureaplasma 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

260386 Bacteria_16S 3913975 3913926 42 91 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

260386 Bacteria_16S 3930928 3930879 42 91 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

260386 Bacteria_16S 3932470 3932421 42 91 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

260386 Bacteria_16S 3933883 3933834 42 91 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 
strain HT31 16S ribosomal RNA, partial sequence 3932829 3934196 Borrelia miyamotoi Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

260386 Bacteria_16S 3951376 3951327 42 91 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

260386 Bacteria_16S 3952934 3952885 42 91 gi|219846257|ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

260386 Bacteria_16S 3958838 3958789 42 91 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

260386 Bacteria_16S 3960372 3960323 42 91 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 3979413 3979364 42 91 gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 
strain NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 

260386 Bacteria_16S 3985296 3985247 42 91 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

260386 Bacteria_16S 3994190 3994141 42 91 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

260386 Bacteria_16S 4003115 4003066 42 91 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

260386 Bacteria_16S 4004668 4004619 42 91 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

260386 Bacteria_16S 4007583 4007534 42 91 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

260386 Bacteria_16S 4012167 4012118 42 91 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
260386 Bacteria_16S 4024274 4024225 42 91 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

260386 Bacteria_16S 4025750 4025701 42 91 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

260386 Bacteria_16S 4028827 4028778 42 91 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

260386 Bacteria_16S 4030377 4030328 42 91 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

260386 Bacteria_16S 4041060 4041011 42 91 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 4042518 4042469 42 91 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 4044050 4044001 42 91 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

260386 Bacteria_16S 4047082 4047033 42 91 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 


HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vib 
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Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 
Mahella. 

260386 Bacteria_16S 4078736 4078687 42 91 gi| 219846167 |ref|NR_025757.1 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 407918 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Crypt 
260386 Bacteria_16S 4083426 4083377 42 91 gi|219846164|ref|NR_025754.1 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 408382 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
260386 Bacteria_16S 4086435 4086386 42 91 gi|219846162|ref|NR_025752.1 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40868 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
260386 Bacteria_16S 4096885 4096836 42 91 gi|219846155|ref|NR_025745.1 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 409726 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyc 
Algoriphagus. 

260386 Bacteria_16S 4098371 4098322 42 91 gi|219846154|ref|NR_025744.1 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 409874 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobac 
260386 Bacteria_16S 4099827 4099778 42 91 gi| 219846153 |ref|NR_025743.1 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 410017 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyc 
Algoriphagus. 

260386 Bacteria_16S 4102865 4102816 42 91 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 4104307 4104258 42 91 gi|219846150|ref|NR_025740.1 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacte 


Gammaproteobacter 


260386 Bacteria_16S 4105863 4105814 42 91 gi| 219846149 |ref|NR_025739.1 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

260386 Bacteria_16S 4113469 4113420 42 91 gi|219846142|ref|NR_025732.1 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 411388 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Brevibacterium. 

260386 Bacteria_16S 4117952 4117903 42 91 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

260386 Bacteria_16S 4121023 4120974 42 91 gi|219846137|ref|NR_025727.1 
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SF-57 16S ribosomal RNA, 
Bacillales; 
4133238 4133189 42 


Bacillaceae; 


Clostridia; 


rionales; Vibrionaceae; Vibrio. 
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ial seq 
ae; Act 


, 


219846176 
655 
; Desul 
219846175 


669 


214 
ococcineae 


91 gi 


RNA, par 


91 gi 


NA, partial sequence 4124587 4126026 Ko 
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ae; Tepidibacter. 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

260386 Bacteria_16S 4193205 4193156 42 91 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

260386 Bacteria_16S 4199127 4199078 42 91 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

260386 Bacteria_16S 4200611 4200562 42 91 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

260386 Bacteria_16S 4208167 4208118 42 91 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

260386 Bacteria_16S 4212746 4212697 42 91 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

260386 Bacteria_16S 4220422 4220373 42 91 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

260386 Bacteria_16S 4221975 4221926 42 91 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

260386 Bacteria_16S 4224954 4224905 42 91 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

260386 Bacteria_16S 4235515 4235466 42 91 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

260386 Bacteria_16S 4237006 4236957 42 91 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

260386 Bacteria_16S 4238531 4238482 42 91 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

260386 Bacteria_16S 4243000 4242951 42 91 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

260386 Bacteria_16S 4244520 4244471 42 91 gi|219722939|ref|NR_024571.1| Brachybacterium muris 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
260386 Bacteria_16S 4246020 4245971 42 91 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

260386 Bacteria_16S 845092 845044 42 90 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 845502 Samsonia erythrinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 

260386 Bacteria_16S 1155688 1155644 42 86 gi|253680753|ref|NR_028001.1| Oceanobacillus 
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260386 Bacteria_16S 1204198 1204168 53 83 gi| 228715356 |ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

260386 Bacteria_16S 1237441 1237403 53 91 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

260386 Bacteria_16S 1248000 1247966 57 91 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

260386 Bacteria_16S 1361501 1361463 53 91 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

260386 Bacteria_16S 1432586 1432552 57 91 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 


Bacteria; Nitrosp 


260386 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


260386 Bacteria_16S 


molinativorax str 
molinativorax Bac 
Microbacteriaceae 


260386 Bacteria_16S 


capitovis strain 
capitovis Bacteri 
Corynebacteriacea 


260386 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


260386 Bacteria_16S 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


260386 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


260386 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


260386 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


260386 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


260386 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


260386 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


260386 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


260386 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


260386 Bacteria_16S 


strain IAM 14848 


strain IAM 14851 


260386 Bacteria_16S 


irae; Nitrospirales; Nitrospiraceae; L 
1733163 1733125 53 91 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1834942 1834904 53 91 gi 


teria; Actinobacteria; Actinobacterida 
Gulosibacter. 
1856296 1856258 53 91 
CCUG 39779 16S ribosomal RNA, 


, 
gi 
partial 


e; Corynebacterium. 
1903696 1903658 53 91 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
2329248 2329210 53 91 gi 
n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
2365655 2365617 53 91 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2367165 2367127 53 91 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2450754 2450716 53 91 gi 


gi 


, 


gi 


lales; Thermoactinomycetaceae; Laceyel 
2452305 2452267 53 91 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2453831 2453793 53 91 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2474859 2474821 53 91 gi 


ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
2476354 2476316 53 91 gi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2642112 2642078 57 91 gi 


eltaproteobacteria; Desulfobacterales; 
2729421 2729383 53 91 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2900581 2900543 53 91 gi 


2902116 2902078 53 91 gi 


3154838 3154800 53 91 gi 


ain ON4 16S ribosomal RNA, partial seq 


a; Actinobacteria; Actinobacteridae; Act 


219878386 


1732113 17335 
utyrivib 


B 
219878312 
uence 

e; 


219878297 
sequence 


219878261 


1902626 19040 


219857510 
al 


219857483 


2364627 23660 


219857482 
quence 

la 
219857419 


16S ribosomal RNA, partial sequence 2449732 24511 


la. 
219857418 
1 
ti 
219857417 
1 
ti 
219857400 
quence 

as 
219857399 


2475319 24767 


219857230 


6S ribosomal RNA, partial sequence 2641027 26425 
esulfoba 


D 
219857168 
quence 
ac 
219856856 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
260386 Bacteria_16S 


oc 
219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219846819 


eptospiril 


Actinomycet 


inomycet 


sequenc 
Actinomyc 


smatacea 


sequence 
nomyceta 


sequence 
nomyceta 


mMataceae 


lum. 
ref|NR_025525.1 
rio. 
ref|NR_025451.1 

1833888 183531 
ales; Microc 


ref|NR_025436.1 
1855266 185659 
ales; Corynebact 


’ 


ref |NR_025400.1 


ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025007.1 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref |NR_024988.1 

2473825 247526 
; Mycoplasma. 
ref |NR_024987.1 


ref |NR_024858.1 


Butyrivibrio hungatei 


87 Butyrivibrio hungatei Bacteria; 


Gulosibacter 
7 Gulosibacter 
occineae; 


Corynebacterium 
9 Corynebacterium 


erineae; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Microbacterium 
4 Microbacterium 
cineae; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Laceyella putida 


92 Laceyella putida Bacteria; 


Seinonella 

3 Seinonella 
Thermoflavimicrobium 

8 Thermoflavimicrobium 

imicrobium. 

Mycoplasma 

8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Desulfocella halophila 


73 Desulfocella halophila Bacteria; 


illaceae 


occineae 


occineae 


cteraceae; Desul 
ref|NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024675.1 
> Mi 
ref 


crobacteriac 
NR_024674.1 


7 Mi 
ref 


crobacteriac 


focella. 
Alicyclobacillus 
6 Alicyclobacillus 


us. 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 
eae; 


Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 
eae; 


Leucobacter. 


NR_026411.1 


Desulfosporosinus 


orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 


260386 Bacteria_16S 


Firmicutes; Clost 


260386 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


260386 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


260386 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


260386 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


260386 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


260386 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


260386 Bacteria_16S 


vulcanalis strain 
Bacteria; Firmicu 


260386 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


260386 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


260386 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


260386 Bacteria_16S 


intestinale strai 
intestinale Bacte 


260386 Bacteria_16S 


aurantiaca strain 


Bacteria; Proteob 


260386 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


260386 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


260386 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


260386 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


260386 Bacteria_16S 


californicum stra 
californicum Bact 


260386 Bacteria_16S 


strain EUH N 1304 


Bacteroidetes; Ba 


260386 Bacteria_16S 


strain ATCC 33779 


Bacteroidetes; Ba 


260386 Bacteria_16S 


strain WPH 179 16 


3232221 3232183 53 91 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 
3417469 3417431 53 91 gi|219846633|ref|NR_026225.1| Actinomyces 
rain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 
3602505 3602467 53 91 gi|219846505|ref|NR_026097.1| Actinomyces 
in BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 
3663110 3663061 42 91 gi|219846463|ref|NR_026055.1]| Colwellia 
rain ACAM 179 16S ribosomal RNA, partial sequence 3662041 3663526 Colwellia 
cteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
3763652 3763614 53 91 gi|219846390|ref|NR_025981.1| Butyrivibrio 
in ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
eria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
3824151 3824113 53 91 gi| 219846347 |ref|NR_025938.1| Haemophilus 
strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
3825682 3825644 53 91 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
acteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 
4048617 4048579 53 a1 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
19137 19088 42 91 gi|265679051|ref|NR_029359.1| Hymenobacter 
train AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
28271 28222 42 91 gi|265679045|ref|NR_029353.1| Coenonia anatina 
S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
88595 88546 42 91 gi|265679004|ref|NR_029312.1| Capnocytophaga 
n A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
161922 161873 42 91 gi| 265678955 |ref|NR_029263.1| Clostridium 
n Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
192443 192394 42 91 gi| 265678935 |ref|NR_029243.1| Methylomonas 
JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
203176 203115 30 91 gi| 265678928 |ref|NR_029236.1| Coprothermobacter 
ain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
264270 264221 42 91 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
n ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
274809 274776 53 86 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 
ibosomal RNA, partial sequence 273748 275246 Mycoplasma hyosynoviae Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
279358 279325 53 86 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
288380 288347 53 86 gi|265678868|ref|NR_029174.1| Mycoplasma felis 
16S ribosomal RNA, partial sequence 287341 288773 Mycoplasma felis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
300562 300529 53 86 gi|265678860|ref|NR_029166.1| Mycoplasma 
in ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
324974 324913 30 91 gi|265678844|ref|NR_029149.1| Prevotella disiens 
-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
326503 326442 30 91 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
328028 327967 30 91 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 


Bacteroidetes; Ba 


260386 Bacteria_16S 
subtile strain F3 
Bacteria; Actinob 
260386 Bacteria_16S 


335820 335771 42 91 gi| 265678834 |ref|NR_029139.1| Bifidobacterium 
95 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
337387 337338 42 91 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 


denticolens Bacte 
Parascardovia. 
260386 Bacteria_16S 
saeculare strain 


260386 Bacteria_16S 
gastricus strain 


gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
260386 Bacteria_16S 425554 425505 42 91 gi|265678771|ref|NR_029076.1 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteri 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

260386 Bacteria_16S 442578 442529 42 91 gi|265678760|ref|NR_029065.1 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; B 
Bifidobacterium. 

260386 Bacteria_16S 444086 444037 42 91 gi|265678759|ref|NR_029064.1 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteri 
260386 Bacteria_16S 473143 473094 42 91 gi|265678736|ref|NR_029041.1 


strain S-5623 16S 
Firmicutes; 
260386 Bacteria_16S 
micromati strain 
Bacteria; Bactero 
260386 Bacteria_16S 


degerlachei Bacteria; 


idetes; 


338951 338902 42 


91 


ribosomal RNA, partial sequence 
Lactobacillales; Weissella. 


ria; Actinobacteria; Actinobacteridae; 


gi 


RA161 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


265678832 
33788 


472041 47353 


Bifidobac 


ref 


teri 


6 339399 Bifid 


ales; 


NR_029137.1 


Bifidobacteriaceae; 


Bifidobacterium 


obacterium saeculare 


Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
413227 413178 42 91 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 


Formosa algae strain 
a; Bacteroidetes; 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Croceibacter 
Croceibacter 

aceae; Croceibacter. 
Weissella koreensis 


7 Weissella koreensis Bacteria; 


520599 520550 42 91 gi|265678705|ref|NR_029010.1| Flavobacterium 
R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
522126 522077 42 91 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
602417 602368 42 91 gi| 265678651 |ref|NR_028956.1| Gelidibacter 


260386 Bacteria_16S 
mesophilus strain 
Bacteria; Bactero 
260386 Bacteria_16S 
strain WoG13 16S 

Firmicutes; Clost 
260386 Bacteria_16S 


strain B14 16S ribosomal RNA, partial sequence 
Bacteroidia; 


Bacteroidetes; 
260386 Bacteria_16S 
strain LAl 16S ri 
Bacteroidetes; Fl 
260386 Bacteria_16S 
montpellierensis 
montpellierensis 
260386 Bacteria_16S 
strain PG14 16S r 
Tenericutes; Moll 
260386 Bacteria_16S 
ingluviei strain 
Bacteria; Firmicutes; 
260386 Bacteria_16S 

shriftii strain D 
Bacteria; Firmicutes; 
260386 Bacteria_16S 

gasicomitatum str 
gasicomitatum LMG 
260386 Bacteria_16S 
ruestringensis st 


260386 Bacteria_16S 
strain DSM 2588 1 
Bacteroidetes; 
260386 Bacteria_16S 
strain IC166 16S 
Bacteroidetes; Fl 
260386 Bacteria_16S 


idetes; 


avobacteria; 


Bacteria; 


Lactobacillales; 


Clostridia; 


Flavobacteria; 
666346 666297 42 


Clostridiales; 
729896 729835 30 


Bacteroidales; 
745044 744995 42 


bosomal RNA, partial sequence 
Flavobacteriales; 


767023 766974 42 


Firmicutes; 


803926 803893 53 


808524 808475 42 


817679 817631 42 


857061 857012 42 


ain TB1-10 16S ribosomal RNA, 
18811 Bacteria; 


Firmicutes; 
864775 864726 42 


Bacteroidetes; 
941246 941197 42 


1028691 1028642 42 


1072724 1072675 42 


Flavobacteriales; 


91 


ribosomal RNA, partial sequence 
ridia; 


91 


91 


91 


86 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


91 


91 


6S ribosomal RNA, partial sequence 
Sphingobacteria; Sphingobacteriales; 
ribosomal RNA, partial sequence 

avobacteria; 


gi 


gi 


2SM29 16S ribosomal RNA, partial sequence 60134 
Flavobacteriale 


S; 
265678605 


665236 66673 
Syntrophomonadac 


eae; Pelos 
265678562 


728785 73027 


Prevotellace 


gi 


ae; 
265678550 


744001 74541 


Flavobacteriaceae; 


gi 


strain ADV 281.99 16S ribosomal RNA, p 
Clostridia; 


gi 


Clos 


265678535 


tridiales; 
265678510 


802889 80433 


gi 


KR3 16S ribosomal RNA, partial sequenc 
Lactobacillaceae; 


gi 


SSE-1 16S ribosomal RNA, partial seque 
Halanaerobiales; 


265678507 
e 80741 
Lactobac 
265678501 
nce 81658 


rain Bl 16S ribosomal RNA, partial sequence 
ruestringensis Bacteria; 


ref 


ref 


ref 


Ps 
ref 


artial sequenc 


Vei 


ref 


ref 


illu 
ref 


vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 


vladivostokensis Bacteria; 


Vitellibacter. 


Bacteroidetes; 


4 602854 Gelidi 
Flavobacter 


8 Psychroflexus 


iaceae; Geli 
NR_028910.1 


NR_028866.1 


NR_028854.1 


ychroflexus. 
NR_028839.1 
e 765978 
llonellaceae 
NR_028813.1 


NR_028810.1 


2 808917 Lactob 


s. 
NR_028804.1 


1 817998 Seleni 
Halobacteroidaceae 


; Selenihala 


bacter mesophilus 
dibacter. 
Pelospora glutarica 


5 Pelospora glutarica Bacteria; 
pora. 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 
Prevotella. 


Psychroflexus tropicus 
tropicus Bacteria; 


Veillonella 

767386 Veillonella 
; Veillonella. 

Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Lactobacillus 
acillus ingluviei 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Leuconostoc 
Leuconostoc 


Muricauda 

Muricauda 

teriaceae; Muricauda. 
Chitinophaga pinensis 


3 Chitinophaga pinensis Bacteria; 


a. 
Cellulophaga algicola 


54 Cellulophaga algicola Bacteria; 


Vitellibacter 


91 gi|265678474|ref|NR_028777.1 
partial sequence 855982 857475 
Lactobacillales; Leuconostoc. 
91 gi| 265678469 |ref|NR_028772.1 
863710 865135 
Flavobacteria; Flavobacteriales; Flavobac 
91 gi| 265678418 |ref|NR_028720.1 
940206 94166 
Chitinophagaceae; Chitinophag 
91 gi|265678359|ref|NR_028661.1 
1027642 10290 
Flavobacteriaceae; Cellulophaga. 
91 gi|265678329|ref|NR_028631.1 
107168 
Flavobacteria; Flavobacteriales; Flavob 


71073086 Vitellibacter 
acteriaceae; 


260386 Bacteria_ 
acidifaciens stra 
Bactero 


Bacteria; 


260386 Bacteria_ 
strain Kx146A4 16 
Lacto 


Firmicutes; 


260386 Bacteria_ 
ATCC 700755 16S r 


Bacteria; 


7271 Bacteria; 


strain EX-H1 16S 


Aquificae; Aquifi 
260386 Bacteria_ 
azorense Az-Ful s 


Bactero 
260386 Bacteria_ 
ochracea DSM 7271 
Ba 
260386 Bacteria_ 


train Az-Ful 16S ribosomal RNA, partia 


1 sequence 


1240965 124241 


16S 1105759 1105698 30 91 gi|265678305|ref|NR_028607.1| Bacteroides 
in A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
16S 1124062 1124013 42 91 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 
16S 1167790 1167741 42 91 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ibosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 
16S 1173970 1173921 42 91 gi|228719222|ref|NR_027581.1| Capnocytophaga 

16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
cteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
16S 1192004 1191955 42 91 gi|228715750|ref|NR_027538.1| Persephonella marina 
ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
cales; Hydrogenothermaceae; Persephonella. 
16S 1242013 1241964 42 91 gi|219878120|ref|NR_025259.1] Sulfurihydrogenibium 


1 Sulfurihydrogenibium 


azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

260386 Bacteria_16S 1296081 1296020 30 91 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

260386 Bacteria_16S 1317289 1317240 42 91 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

260386 Bacteria_16S 1375178 1375129 42 91 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

260386 Bacteria_16S 1514229 1514180 42 91 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

260386 Bacteria_16S 1544714 1544665 42 91 gi|219857262|ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

260386 Bacteria_16S 1553661 1553612 42 91 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

260386 Bacteria_16S 1617346 1617297 42 91 gi|219878465|ref|NR_025604.1| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

260386 Bacteria_16S 1618869 1618820 42 91 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

260386 Bacteria_16S 1620392 1620343 42 91 gi| 219878463 |ref|NR_025602.1]| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

260386 Bacteria_16S 1621915 1621866 42 91 gi|219878462|ref|NR_025601.1] Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

260386 Bacteria_16S 1627952 1627903 42 91 gi|219878458|ref|NR_025597.1| Flavobacterium 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavobacterium frigoris 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

260386 Bacteria_16S 1713360 1713311 42 91 gi|219878399|ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
260386 Bacteria_16S 1786194 1786133 30 91 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

260386 Bacteria_16S 1818248 1818199 42 91 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

260386 Bacteria_16S 1833504 1833455 42 91 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

260386 Bacteria_16S 1906426 1906377 42 91 gi|219878259|ref|NR_025398.1| Hymenobacter 


aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 


aerophilus Bacteria; Bacteroidetes; 


Sphingobacteria; 


1905456 190681 


7 Hymenobacter 


Sphingobacteriales; Flexibacteraceae; Hymenobacter. 


260386 Bacteria_16S 


strain TMW 1.666 
Bacteria; 
Bacteroidetes; 


strain NNO15860 1 
Bacteroidetes; Fl 


260386 Bacteria_16S 
6S ribosomal RNA, partial sequence 2063988 20 


strain NNO15840 1 
Bacteroidetes; Fl 


260386 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; 


Flavobacteria; Fl 


260386 Bacteria_16S 
skagerrakense str 


skagerrakense Bac 


260386 Bacteria_16S 


strain IH003 16S 
Firmicutes; 


omnivorum strain 
omnivorum Bacteri 


260386 Bacteria_16S 


xinjiangense stra 
xinjiangense Bact 


260386 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


260386 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


260386 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


260386 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


260386 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


260386 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


260386 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


260386 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


260386 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


260386 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


260386 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


Firmicu 
260386 Bacteria_16S 
strain M384 16S r 
Ba 
260386 Bacteria_16S 


Bacteroidia; 
260386 Bacteria_16S 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Meson 


Lacto 
260386 Bacteria_16S 


1944519 1944470 42 91 gi 


avobacteria; Flavobacteriales; Flavoba 
2072806 2072745 30 91 gi 
16S ribosomal RNA, partial sequence 

Bacteroidales; Prevotellace 
2097206 2097157 42 91 gi 


avobacteriales; Flavobacteriaceae; Mes 
2142612 2142563 42 91 gi 


teria; Bacteroidetes; Flavobacteria; F 
2177523 2177474 42 91 gi 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2180470 2180421 42 91 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2181986 2181937 42 91 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 
2197195 2197146 42 91 gi 
LMG 21017 16S ribosomal RNA, complete 

a; Firmicutes; Lactobacillales; Lactob 
2198721 2198688 53 86 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2200220 2200187 53 86 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2203238 2203205 53 86 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2204751 2204718 53 86 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2207762 2207729 53 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2209278 2209245 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2210792 2210759 53 86 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212305 2212272 53 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213805 2213772 53 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215303 2215270 53 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216803 2216770 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2279475 2279442 53 86 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


260386 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


2280991 2280958 53 86 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ain D30 16S ribosomal RNA, partial seq 


2176454 21779 


2197691 21991 


2199190 22006 


2203720 22051 


2206719 22081 


2208244 22096 


2209746 22112 


2211275 22127 


2212774 22142 


2214274 22157 


2215772 22172 


2278443 22799 


219878232 


6S ribosomal RNA, partial sequence 2062466 20639 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
2065042 2064993 42 91 gi| 219878147 |ref|NR_025286.1 


654 
cteriaceae 
219878142 

20717 
ae; Prevot 
219878124 


’ 


onia. 
219857640 
uence 
lavobacter 
219857615 


219857613 
equence 
bacteriale 
219857612 
1 sequence 
avobacteri 
219857601 
sequence 
acillaceae; 
219857600 


Ss; 


219857599 


219857597 

equence 

lasmatacea 
219857596 


e; 


219857594 


219857593 


219857592 


2198575 


91 


2198575 


90 


2198575 


89 


219857588 


219857547 


219857546 


ref 


61 Cellulophaga 
ref 
29 2073175 Prevo 
ella 
ref 
iaa 
ref 
iale 
ref 


27 Leuconostoc inhae Bacteria; 


ref 


ref 
ales; 
ref 
ref 


39 Mycoplasma oxoniensis Bacteria; 


ref 
37 Mycoplasma mustelae Bacteria; 


ref 
ref 
69 Mycoplasma glycophilum Bacteria; 


ref 
93 Mycoplasma dispar Bacteria; 


ref 
95 Mycoplasma cynos Bacteria; 


ref 
24 Mycoplasma cricetuli Bacteria; 


ref 
23 Mycoplasma columborale Bacteria; 


ref 
23 Mycoplasma citelli Bacteria; 


ref 
21 Mycoplasma buteonis Bacteria; 


ref 
21 Mycoplasma anatis Bacteria; 


ref 
08 Mycoplasma phocidae Bacteria; 


ref 
2279959 2281414 Mycoplasma phocirhinis Bacteria; 


NR_025371.1 


Cellulophaga. 
NR_025281.1 
he 


NR_025263.1 
lgae Bacteri 


NR_025229.1 
141553 214301 
s; Flavobact 
NR_025204.1 


2 


NR_025202.1 
179421 218088 
Flavobacteria 
NR_025201.1 
180937 218240 
; Flavobacte 
NR_025189.1 
2196082 219764 
Lactobacillus. 
NR_025188.1 


iS} 


NR_025187.1 


NR_025185.1 
2202199 220366 
Mycoplasma. 
NR_025184.1 


NR_025182.1 


NR_025181.1 


NR_025180.1 


NR_025179.1 


NR_025178.1 


NR_025177.1 


NR_025176.1 


NR_025135.1 


Lactobacillus frumenti 


16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
tes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

2046722 2046661 30 91 gi|219878161|ref|NR_025300.1| Prevotella albensis 
ibosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

2063518 2063469 42 91 gi| 219878148 |ref|NR_025287.1| Cellulophaga fucicola 


37 Cellulophaga fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Prevotella enoeca 
ella enoeca Bacteria; 


Mesonia algae strain 
a; Bacteroidetes; 


Tenacibaculum 
7 Tenacibaculum 


eriaceae; Tenacibaculum. 
Leuconostoc inhae 


Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 

Flavobacterium 

2 Flavobacterium 

riaceae; Flavobacterium. 
Lactobacillus 

0 Lactobacillus 
Mycoplasma oxoniensis 
Mycoplasma mustelae 
Mycoplasma 

9 Mycoplasma 
Mycoplasma glycophilum 
Mycoplasma dispar 
Mycoplasma cynos 
Mycoplasma cricetuli 
Mycoplasma columborale 
Mycoplasma citelli 
Mycoplasma buteonis 


Mycoplasma anatis 


Mycoplasma phocidae 


NR_025134.1 


Mycoplasma phocirhinis 


260386 Bacteria_ 


phocicerebrale st 
phocicerebrale Ba 


260386 Bacteria_ 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 
260386 Bacteria_1 
spermatophilum st 
spermatophilum Ba 
260386 Bacteria_1 
strain HRC292 16S 
Tenericutes; Moll 
260386 Bacteria_1 
strain MH5408 16S 
Tenericutes; Moll 
260386 Bacteria_1 
strain PG15 16S r 
Tenericutes; Moll 
260386 Bacteria_1 
strain R171 16S r 
Tenericutes; Moll 
260386 Bacteria_1 
strain PG30 16S r 


Tenericutes; Moll 


260386 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


260386 Bacteria_16S 
columbinasale str 


columbinasale Bac 


260386 Bacteria_16S 
strain G122 16S r 


Tenericutes; Moll 


260386 Bacteria_16S 


galactanivorans s 


galactanivorans B 
260386 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; 


strain DSM5578 16 
Firmicutes; Lacto 


260386 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


260386 Bacteria_16S 


sublithincola str 
sublithincola Bac 


260386 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


260386 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


260386 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 


Micrococcaceae; Arthrobacter. 
260386 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


260386 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


260386 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


260386 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


Ba 
260386 Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2371670 2371637 53 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2373179 2373146 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2374685 2374652 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2376196 2376163 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377709 2377676 53 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379217 2379184 53 86 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2380723 2380690 53 86 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


2392962 2392913 42 91 gi 
train Dsij 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Flavobacteria; 

2394494 2394433 30 91 gi 


ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
2418994 2418945 42 91 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2420549 2420500 42 91 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2423608 2423559 42 91 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2434017 2433968 42 91 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2435513 2435464 42 91 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2455378 2455329 42 91 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


gi 


gi 


2465886 2465837 42 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2477851 2477818 53 86 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2479323 2479290 53 86 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


oh gi 


2369126 23705 


219857479 


2370638 23720 


219857478 


2372144 23736 


219857477 


2373653 23751 


219857476 


2375159 23766 


2379691 23811 


2417916 24194 


219857446 


2419471 24209 


219857443 
sequence 
la 
219857432 
nce 24329 
S; 
219857431 
quence 

diales; Cl 
219857415 
sequence 
eridae; Ac 


219857406 

24647 
; Lactobac 
219857398 


2476824 24782 


219857397 


2478295 24797 


219857396 


2480832 2480799 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


vobacter 


Flavoba 


16S 2282497 2282464 53 86 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
rain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

16S 2356477 2356428 42 91 gi|219857490|ref|NR_025078.1| Desulfovibrio 
s strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
s Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 

ae; Desulfovibrio. 

6S 2368677 2368644 53 86 gi| 219857481 |ref|NR_025069.1| Mycoplasma 
rain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

6S 2370159 2370126 53 86 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1| Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


219857475 |ref|NR_025063.1| Mycoplasma columbinum 
2376676 2378132 Mycoplasma columbinum Bacteria; 

219857474|ref|NR_025062.1| Mycoplasma 

uence 2378183 2379640 Mycoplasma 

asmataceae; Mycoplasma. 

219857473|ref|NR_025061.1| Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


219857465|ref|NR_025053.1| Zobellia 
sequence 2391886 2393368 Zobellia 
Flavobacteriales; Flavobacteriaceae; Zobellia. 
219857464|ref|NR_025052.1| Porphyromonas gulae 
2393419 2394884 Porphyromonas gulae Bacteria; 
daceae; Porphyromonas. 
219857447|ref|NR_025035.1| Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Flavobacterium 
acterium frigidarium 
obacterium. 
Clostridium 
3 Clostridium 
ostridium. 
Arthrobacter 
2 Arthrobacter 
icrococcineae; 


ref|NR_025031.1 

2422553 242399 
iales; Flavobact 
ref|NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flav 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_025003.1 

2454319 245573 
tinomycetales; M 


Lactobacillus mucosae 
acillus mucosae 


ref|NR_024994.1 
63 2466330 Lactob 
illus. 
ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 
ref|NR_024984.1| Mycoplasma falconis 


2479798 2481265 Mycoplasma falconis Bacteria; 


260386 Bacteria_ 
strain DC333 16S 


Tenericutes; Moll 


260386 Bacteria_ 
strain B1/T1 16S 


Tenericutes; Moll 
260386 Bacteria_16S 
strain TB 16S rib 
Tenericutes; Moll 
260386 Bacteria_16S 
strain PG13 16S r 
Tenericutes; Moll 
260386 Bacteria_16S 


strain CH20247 16 


Tenericutes; Moll 
260386 Bacteria_16S 


strain M432/72 16 


Tenericutes; Moll 
260386 Bacteria_16S 
strain 1219 16S r 
Tenericutes; Moll 
260386 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; 


strain KMM 3677 1 
Bacteroidetes; 


strain KMM 3676 1 
Bacteroidetes; Fl 


260386 Bacteria_16S 


strain KMM 3526 1 
Bacteroidetes; Fl 


260386 Bacteria_16S 
holothuriorum str 


holothuriorum Bac 
Salegentibacter. 


260386 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; 


strain EHS11 16S 
Bacteroidetes; 


strain KMM 3664 1 
Bacteroidetes; Fl 


260386 Bacteria_16S 
hydrogeniphila st 
hydrogeniphila Ba 
260386 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


260386 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


260386 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


260386 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


260386 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


260386 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


260386 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


Fl 
260386 Bacteria_16S 


Fl 
260386 Bacteria_16S 


Ba 
260386 Bacteria_16S 


Ba 
260386 Bacteria_16S 


16S 2482342 2482309 53 86 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2483853 2483820 53 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2485365 2485332 53 86 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2486884 2486851 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488397 2488364 53 86 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2489910 2489877 53 86 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491421 2491388 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2632888 2632839 42 91 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
2684351 2684302 42 91 


gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
2685793 2685744 42 91 gi 
Flavoba 

gi 


avobacteria; Flavobacteriales; 
2687262 2687213 42 91 


avobacteria; Flavobacteriales; Flavoba 
2691749 2691700 42 91 gi 
ain KMM 3524 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 


2700705 2700644 30 91 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2702245 2702184 30 91 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
2711192 2711143 42 


gi 


Prevotellace 
91 gi 


avobacteria; Flavobacteriales; Flavoba 
2727902 2727853 42 91 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2738403 2738354 42 91 gi 
n KMM 3674 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 
2739870 2739821 42 91 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
2742796 2742747 42 91 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2811836 2811787 42 91 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2813330 2813281 42 91 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
2934099 2934038 30 91 gi 
IFO 15466 16S ribosomal RNA, partial 

ia; Proteobacteria; Gammaproteobacteri 


3016145 3016084 30 91 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 


gi 


6S ribosomal RNA, partial sequence 2684767 26 


ct 


6S ribosomal RNA, partial sequence 2686201 26 


ct 


1 
la 


2699606 27 


ae 


2701149 27 


ae 


6S ribosomal RNA, partial sequence 2710175 27 


ct 


qu 
en 


se 
VO. 


ce 
S; 


ce 
S; 


s 
av 


eq 
ob 


se 
a; 


ct 
219857200 
6S ribosomal RNA, partial sequence 2683309 26847 
Flavobact 


219857199 


219857395 
2481316 24827 


219857394 
2482825 24842 


219857393 
2484337 24857 


219857392 
2485849 24873 


219857391 
2487368 24888 


219857390 
2488881 24903 


219857389 
2490394 24918 


219857237 
2631843 26332 
eriaceae; 


8 


eriace 


219857198 


8 


eriace 


219857195 


seque 
vobac 


n 
it 


219857188 


0 


; Pre 


0 


; Pre 


1 


eriace 


219857169 


ence 
other 


quenc 
bacte 


e 
r 


219857161 


27 
Ther 


3 


27 
Flav 


4 
°. 


219857109 


equen 
obact 


Cc 
e 


219857108 


uence 
acteri 


219856834 


quence 
Alter 


219846913 
3015068 3016531 Dysgonomonas gadei Bacteria; 
Porphyromonadaceae; 


eriaceae; 


vot 
219857187 


vot 
219857181 


mac 
219857162 


mod 
219857159 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_024865.1 

96 Flavobacterium xanthum Bacteria; 

; Flavobacterium. 

ref|NR_024828.1| Zobellia russellii 

16 Zobellia russellii Bacteria; 

; Zobellia. 

ref|NR_024827.1| Zobellia laminariae 

50 Zobellia laminariae Bacteria; 

ae; Zobellia. 

ref|NR_024826.1| Zobellia amurskyensis 

48 Zobellia amurskyensis Bacteria; 

; Zobellia. 

ref |NR_024823.1 
2690706 269211 

iales; Flavobact 


61 


76 
ae 
Salegentibacter 
7 Salegentibacter 
eriaceae; 


ce 
er 


ref|NR_024816.1| Prevotella salivae 
98 Prevotella salivae Bacteria; 
ella. 
ref|NR_024815.1| Prevotella shahii 
38 Prevotella shahii Bacteria; 
ella. 
ref|NR_024809.1 
47 Cellulophaga 
; Cellulophaga. 
ref|NR_024797.1 
2726822 272832 
eae; Persephonel 
ref|NR_024790.1 
2737379 273875 
les; Flavobacter 
ref |NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref |NR_024737.1 
2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 
2812273 281371 
es; Flavobacteri 
ref |NR_024653.1 
2933018 293448 
omonadales; Altero 


10 


26 


Cellulophaga pacifica 
15 pacifica Bacteria; 
ae 

Persephonella 
8 Persephonella 
la. 

Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Flavobacterium 
acterium limicola 
obacterium. 
Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 
6 Tenacibaculum 
aceae; Tenacibaculum. 
Marinobacterium 
0 Marinobacterium 
monadaceae; 


ia 


88 


17 
ba 


e 
ri 


al 


ref 


NR_026505.1| Dysgonomonas gadei 


Dysgonomonas. 


Flavobacterium xanthum 


260386 Bacteria_16S 3145691 3145630 30 91 gi|219846825|ref|NR_026417.1 
strain 10371 16S ribosomal RNA, partial sequence 3144616 31460 

Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

260386 Bacteria_16S 3220224 3220163 30 91 gi|219846774|ref|NR_026366.1 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprot 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; C 
260386 Bacteria_16S 3305142 3305093 42 91 gi|219846718|ref|NR_026310.1 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

260386 Bacteria_16S 3306682 3306633 42 91 gi|219846717|ref|NR_026309.1 


strain DSM 4864 1 
Firmicutes; Lacto 


260386 Bacteria_16S 


strain ATCC 43185 
Bacteroidetes; Ba 


260386 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


260386 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


260386 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


260386 Bacteria_16S 


strain B422 16S r 
Bacteroidetes; Ba 


260386 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


260386 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


260386 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


260386 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


260386 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


260386 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


260386 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


260386 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


260386 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


260386 Bacteria_16S 


leonicaptivi stra 
Bacteria; Teneric 


260386 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


bacillales; Lactobacillaceae; Lactobac 
3393265 3393204 30 91 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Bacteroidace 
3410007 3409946 30 91 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
3547583 3547522 30 91 


Po 
gi 


cteroidia; Bacteroidales; Porphyromona 
3549117 3549056 30 91 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
3573425 3573364 30 91 gi 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3587083 3587034 42 91 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3605554 3605505 42 91 gi 
ATCC 33612 16S ribosomal RNA, partial 

612 Bacteria; Bacteroidetes; Flavobact 


3607091 3607042 42 91 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 
3681427 3681378 42 91 gi 
215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
3690428 3690395 53 86 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3691941 3691908 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3702460 3702411 42 91 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
3751461 3751428 53 86 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3752975 3752942 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3754501 3754468 53 86 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3756017 3755984 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759023 3758990 53 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3780157 3780124 53 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3784657 3784624 53 86 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3787615 3787582 53 86 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


6S ribosomal RNA, partial sequence 3305595 33071 


illus. 
219846650 
33921 
ae; Bacter 
219846638 
34089 
rphyromona 
219846545 


6S ribosomal RNA, partial sequence 3546505 35479 


daceae; Po 
219846544 
1 sequence 
teroidales 
219846527 


3572354 35738 


ae; Prevot 
219846518 


3585997 35874 


ethylococc 
219846503 
sequence 

eria; Flav 


219846502 
sequence 
obacterial 
219846450 
ce 36803 
s; Flavoba 
219846444 


3689398 36908 


219846443 


3690909 36923 


219846435 


3701387 37028 


cteriaceae 
219846398 
quence 
asmataceae 
219846397 


3751943 37534 


219846396 


3753459 37549 


219846395 


3754983 37564 


219846393 


3757993 37594 


219846377 


3779118 37805 


219846374 
ence 37836 
coplasma. 

219846372 


06 Lactobacillus 


ref|NR_026242.1 
91 3393612 Bacter 
oides. 
ref|NR_026230.1 
32 3410401 Porphy: 
daceae; Porphyro 
ref|NR_026137.1 
87 Porphyromonas 
rphyromonas 
ref|NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_026119.1 


ella. 
ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026095.1 
3604483 360597 
obacteriales; Fl 


ref |NR_026094.1 
3606022 360747 
es; Flavobacteri 
ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref |NR_026035.1 


ref|NR_026034.1 


ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref|NR_025989.1 

3750418 375189 
; Mycoplasma. 
ref|NR_025988.1 


ref|NR_025987.1 


ref|NR_025986.1 
ref |NR_025984.1 
ref 


NR_025968.1 


ref|NR_025965.1 
21 3785045 Mycopl 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 

Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Bacteroides caccae 
oOides caccae Bacteria; 


Porphyromonas catoniae 
romonas catoniae 
monas. 

Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 

Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Polaribacter 
bacter filamentus 
ribacter. 
Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Gelidibacter algens 


algens Bacteria; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 
asma leonicaptivi 


ref|NR_025963.1 


Mycoplasma felifaucium 


3786577 3788011 Mycoplasma felifaucium Bacteria; 


260386 Bacteria_16S 3790596 3790547 42 


91 


strain PG8 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


260386 Bacteria_16S 3792132 3792083 42 


icutes; Acholeplasmatales; Acholeplasmataceae; 
91 


strain 19L 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
260386 Bacteria_16S 3793659 3793610 42 
Bacteria; Bacteroidetes; 
260386 Bacteria_16S 


Flavobacteria; 
3799699 3799666 53 


icutes; Acholeplasmatales; Acholeplasmataceae; 
91 
franzmannii strain 301 16S ribosomal RNA, partial sequence 
Flavobacteriale 
86 


strain PS6 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


260386 Bacteria_16S 3814933 3814884 42 


icutes; Mycoplasmataceae; Mycoplasma. 
91 


gi|219846370 
3789540 37910 


gi| 219846369 
3791066 37925 


219846368 
37926 
s; Flavoba 
gi| 219846363 
3798661 38001 


gi 


gi| 219846353 


Acholeplasma. 


Acholeplasma. 


salegens strain D 
salegens Bacteria 


260386 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


260386 Bacteria_16S 


strain DD 16S rib 
Tenericutes; Moll 


260386 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


260386 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; Ba 


260386 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


260386 Bacteria_16S 


strain Wai33 16S 


Deinococcus-Thermus; 
260386 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


260386 Bacteria_16S 


acidophilum strai 
Bacteria; Aquific 


260386 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 
260386 Bacteria_ 
strain KMM 6050 1 
Bacteroidetes; Fl 
260386 Bacteria 
strain KMM 6020 1 
Bacteroidetes; Fl 
260386 Bacteria 
strain KMM 6034 
Bacteroidetes; 


Fl 


260386 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


260386 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


260386 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


260386 Bacteria_16S 
KMM 3906 16S ribosomal RNA, partial sequence 
Flavobacterial 


epiphytica strain 
epiphytica Bacter 


260386 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


260386 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


16S 
6S ribosomal RNA, partial sequence 3985718 39871 
Flavobacteriaceae 
16S 
6S ribosomal RNA, partial sequence 3987206 39886 
Flavobacteriaceae 
16S 
6S ribosomal RNA, partial sequence 3988683 39901 
Flavobacteriaceae 


Flavob 
gi 


; Bacteroidetes; Flavobacteria; 
3857330 3857297 53 86 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858816 3858783 53 86 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3861867 3861818 42 91 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
3866474 3866413 30 91 gi 
cteroidia; Bacteroidales; Porphyromona 
3868001 3867940 30 91 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3877211 3877162 42 91 gi 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3884967 3884934 53 86 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3957356 3957307 42 91 gi 
n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
3982307 3982258 42 91 gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3986777 3986728 42 91 


avobacteria; Flavobacteriales; 
3988254 3988205 42 91 gi 
avobacteria; Flavobacteriales; 
3989732 3989683 42 91 gi 
avobacteria; Flavobacteriales; 
3991223 3991174 42 91 gi 
avobacteriales; Flavobacteriaceae; 
3992719 3992670 42 91 gi 
n KMM 6049 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; 
4013707 4013658 42 91 gi 
Flavoba 

gi 


avobacteria; Flavobacteriales; 
4015187 4015138 42 91 


Bacteroidetes; Flavobacteria; 

4016666 4016617 42 91 gi 
in KMM 3907 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 


ia; 


4071159 4071110 42 91 
bosomal RNA, partial sequence 
ridia; 


gi 


Clostridiales; Veillonellaceae; 


260386 Bacteria_16S 


SM 5424 16S ribosomal RNA, partial sequence 
acteriales 


3856288 38577 


3857775 38592 


3860745 3862279 Lacto 


6S ribosomal RNA, partial sequence 3865370 38668 
daceae; 
daceae; 


3876152 38776 


3883911 38853 


ence 39562 


nobaculum. 


6S ribosomal RNA, partial sequence 3981260 39826 
cteriaceae 


somal RNA, partial sequence 3990163 3991609 Piboc 
Pibocella. 


sequence 
Flavobacteria 


6S ribosomal RNA, partial sequence 4012648 40140 
cteriaceae 


avobacteri 


4070099 40715 


4087997 4087948 42 91 gi 


219846324 


219846323 


219846321 


219846318 
Po 
219846317 
38668 
Po 
219846311 
Thermus. 
219846306 
219846254 
219846237 


219846234 


219846233 


219846232 


219846231 


219846230 


219846214 


219846213 


219846212 
sequence 


219846172 


Veillonel 


ref|NR_025961.1 
15 Acholeplasma 


ref|NR_025960.1 
55 Acholeplasma 


ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref|NR_025954.1 


ref|NR_025944.1 
3813879 381534 
; Flavobacteriac 
ref|NR_025914.1 


ref 


NR_025913.1 


ref 
baci 


NR_025911.1 
llus reuteri 


ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025907.1 
93 3868368 Porphy 
rphyromonas. 

ref|NR_025901.1 


ref|NR_025896.1 


ref|NR_025844.1 
75 3957710 Hydrog 
ref 


NR_025827.1 


zionia. 
NR_025824.1 


> Bi 
ref 


; Gramella. 
ref |NR_025823.1 


; Aquimarina. 
ref |NR_025822.1 


llisia. 
NR_025821.1 
ponti Bacte 


7 Gi 
ref 
ella 


ref|NR_025820.1 

3991660 399309 
les; Flavobacter 
ref|NR_025804.1 


; Winogradskyell 
ref|NR_025803.1 

4014130 401555 
es; Flavobacteri 
ref|NR_025802.1 

4015607 401703 
ales; Flavobacte 


ref|NR_025762.1 


la. 


219846161 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Polaribacter 
bacter franzmannii 
ribacter. 

Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Salegentibacter 

9 Salegentibacter 

eae; Salegentibacter. 
Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Porphyromonas macacae 
macacae Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Hydrogenobaculum 
enobaculum acidophilum 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 

Winodgradskyella 

6 Winodgradskyella 

aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 

riaceae; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


ref|NR_025751.1 


Maribacter ulvicola 


strain KMM 3951 16S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; 


Flavobacteriaceae; Maribacter. 


260386 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


260386 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


260386 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


260386 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


260386 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


260386 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


260386 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


260386 Bacteria_16S 


strain Y12-2 16S 
Bacteroidetes; Fl 


260386 Bacteria_16S 


strain Y10-2 16S 
Bacteroidetes; Fl 


260386 Bacteria_16S 


strain SW49 16S r 
Bacteroidetes; Fl 


260386 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


260386 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


260386 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


260386 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


260386 Bacteria_16S 


sapovorans strain 
Bacteria; Firmicu 


260386 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


260386 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


260386 Bacteria_16S 


HTCC2155 strain H 
HTCC2155 Bacteria 


260386 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


260386 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


4089488 4089439 42 91 gi 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4090977 4090928 42 91 


avobacteria; Flavobacteriales; Flavoba 
4092473 4092424 42 91 gi 
ain KMM 3903 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 
4093954 4093905 42 91 gi 


ct 


1 
la 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4107388 4107339 42 91 
ibosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplas 
4114987 4114938 42 91 gi 


mat 


6S ribo 


avobact Flavobact 


gi 


eria; Flavobacteriales; 
4197714 4197665 42 91 
osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 
4226490 4226441 42 91 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
4227962 4227913 42 91 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


gi 


Flavobact 
gi 


Flavobact 


219846160 
6S ribosomal RNA, partial sequence 4088431 40 


219846159 
6S ribosomal RNA, partial sequence 4089922 40 


219846158 
219846157 
6S ribosomal RNA, partial sequence 4092900 40 


219846148 
4106362 41 


219846 


6S ribosomal RNA, partial sequence 4113936 41153 
avobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 
4162692 4162643 42 91 gi|219846106|ref|NR_025696.1 


somal RNA, partial sequence 4161641 41630 


219846 
4196627 41980 


219846051 
4225434 42268 


219846050 
4226906 42283 


ref|NR_025750.1 
898 


eae 


7 Ma 
ref 


ribacter. 
NR_025749.1 


eriac 


913 
eae 


; Maribacter. 
ref|NR_025748.1 

4091411 409284 
iales; Flavobact 
ref|NR_025747.1 


eriac 


seque 
vobac 


nce 
ter 


943 
eae 


, Ar 
ref 


enibacter. 
NR_025738.1 


eriac 


078 
; Achol 
141|ref 


aceae eplasma. 


NR_025731.1 


; Algibacter. 
ref |NR_025667.1 
08 Anoxybacillus 


eriaceae 
077 


ref|NR_025641.1 


; Ae 
ref 


eriaceae quorivita. 


NR_025640.1 


eriaceae; Aequorivita. 


4229434 4229385 42 91 
ibosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
14542 14494 42 90 gi 
strain B-38 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Gammaproteo 


gi 
ct 


1 
ba 


129918 129878 51 91 
ribosomal RNA, partial sequence 


gi 


219846049 
4228378 42297 


265679054 


265678976 
128870 13034 


ref|NR_025639.1 


; Aequorivita. 

ref |NR_029362.1 
13461 14981 

Thiotrichales; 


eriaceae 


sequence 
cteria; F 


ref|NR_029284.1 


ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1372071 1372044 64 91 gi 


; Lentisphaerae; Lentisphaerales; Lent 


2206250 2206217 53 86 gi 
in WR1 16S ribosomal RNA, partial sequ 


3379666 3379617 42 91 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


566434 566400 57 91 gi 
ain CPW406 16S ribosomal RNA, partial 


teria; Bacteroidetes; Flavobacteria; F 


260386 Bacteria_16S 


defluvii strain B 


622267 622233 57 91 gi 
2 16S ribosomal RNA, partial sequence 


TCC2155 16S ribosomal RNA, partial seq 


utes; Mollicutes; Mycoplasmataceae; My 
260386 Bacteria_16S 


1180467 11819 


Victivall 
228718145 
uence 
isphaerace 
219857595 
ence 22052 
coplasma. 
219846663 
equence 

a; Desulfo 


265678675 
sequence 
lavobacter 


265678637 


is. 
ref|NR_027571.1 

1371035 137251 
ae; Lentisphaera 
ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref|NR_028980.1 
565378 566823 
iales; Flavobact 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Acholeplasma pleciae 


18 Acholeplasma pleciae Bacteria; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

1133024 1132988 42 78 gi|253680768|ref|NR_028016.1| Brevibacterium 
CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 

485273 485246 64 91 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
s strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
s Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

993715 993680 42 TT gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
tes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

1169309 1169282 64 91 gi|228719827|ref|NR_027585.1| Spirochaeta 
1293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
pirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

1181498 1181464 57 91 gi|228717635|ref|NR_027565.1| Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Lentisphaera araneosa 

2 Lentisphaera araneosa 
Mycoplasma 

asma gallopavonis 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


ref|NR_028942.1 


Chryseobacterium 


621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 


260386 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; G 


260386 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; G 


260386 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


260386 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


260386 Bacteria_16S 


selenitireducens 
selenitireducens 


260386 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


260386 Bacteria_16S 


AT1047 16S riboso 
Flavobacteria; Fl 


260386 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


260386 Bacteria_16S 


thermacidophilum 


Bifidobacterium thermacidophilum subsp. 


Bifidobacteriales 


260386 Bacteria_16S 


joostei strain LM 
joostei Bacteria; 


260386 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


260386 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; 


actinosclerus str 
actinosclerus Bac 


Hymenobacter. 


apsheronum strain 
Bacteria; 


anatipestifer str 
anatipestifer Bac 


thermobenzoicum s 


746440 746414 60 86 gi| 265678549 |ref|NR_028853.1 
ibosomal RNA, partial sequence 745469 746793 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 

747815 747789 60 86 gi| 265678548 |ref|NR_028852.1 
ibosomal RNA, partial sequence 746844 748168 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 

749190 749164 60 86 gi| 265678547 |ref|NR_028851.1 
ibosomal RNA, partial sequence 748219 749543 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 

800817 800783 57 91 gi| 265678512 |ref|NR_028815.1 


ribosomal RNA, partial sequence 

avobacteria; Flavobacteriales; Flavoba 
959899 959849 42 91 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
1007436 1007394 42 84 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ct 


1 
11 


ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1331073 1331035 53 91 gi 
subsp. porcinum strain P3-14 16S ribos 


ct 


; Bifidobacteriaceae; Bifidobacterium. 


1920122 1920088 57 91 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1921630 1921596 57 91 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


ue 
Ct 


1 
av 
2408114 2408080 57 


91 gi 


799765 80123 


265678405 


265678373 
1006359 10077 


1273959 12753 
219846082 
omal RNA, 


porcinum Bacteria 


219878248 


219878247 


219857455 
6S ribosomal RNA, partial sequence 2407067 24085 


; Kaistella. 
ref|NR_028707.1 

958824 960272 
acillus. 
ref|NR_028675.1 


eriaceae 


sequence 
aceae; B 


; Se 
ref 
comp 


eriaceae jongia. 
NR_025672.1 


lete sequenc 


v 


ref |NR_025387.1 
1919085 192055 
Flavobacteriace 
ref|NR_025386.1 
1920604 192206 
ales; Flavobacte 


nce 
eriales; 


sequence 
obacteri 


’ 


ref |NR_025043.1 


Acinetobacter tandoii 
tandoii Bacteria; 
ns 

Acinetobacter gerneri 
gerneri Bacteria; 
ts 

Acinetobacter bouvetii 
bouvetii Bacteria; 
nae 

Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Bacillus 
Bacillus 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


1273546 1273512 57 91 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
mal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Sejongia. 

1274968 1274934 57 91 gi|219846219|ref|NR_025809.1| Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Bifidobacterium 
e 1330013 1331535 


Actinobacteria; Actinobacteridae; 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Riemerella columbina 


26 Riemerella columbina Bacteria; 


Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 
260386 Bacteria_16S 3066116 3066082 57 91 gi|219846878|ref|NR_026470.1| Hymenobacter 
ain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
teria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
260386 Bacteria_16S 3699455 3699406 42 91 gi|219846437|ref|NR_026028.1| Desulfomicrobium 
1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
260386 Bacteria_16S 3703972 3703938 57 91 gi|219846434|ref|NR_026025.1| Riemerella 
ain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 
260386 Bacteria_16S 4230988 4230939 42 91 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
ubsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


260386 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


260386 Bacteria_16S 


strain HO14 16S r 
Spirochaetes; Spi 


260386 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


260386 Bacteria_16S 


obscurus DSM 4316 
43160 Bacteria; A 
Geodermatophilus. 


260386 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


ptococcaceae; Desulfotomaculum. 
277876 277828 42 91 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
311280 311231 42 91 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
979676 979627 42 91 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1344910 1344861 42 91 gi 
0 16S ribosomal RNA, partial sequence 
ctinobacteria; Actinobacteridae; Actin 


gi 


Borrelia; 


gi 


ro 


om 


2694669 2694620 42 91 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 


gi 


Borrelia. 


260386 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; 


2845180 2845131 42 91 
1 RNA, partial sequence 


gi 


265678875 
276812 27827 


265678853 
310195 31168 


265678391 
978631 98004 


228721038 


219857192 
2693690 26949 


219856894 
2844116 2845615 Borrelia sinica Bacteria; 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 


ref|/NR_029181.1 


ref |NR_029159.1 


bur 
ref 


Borrelia gdorferi gro 


NR_028693.1 
spiraceae; Lewinella. 
ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


13438 
ycetales 


, 


ref|NR_024820.1 


ref 


NR_024713.1 


Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Borrelia turcica 


59 Borrelia turcica Bacteria; 


Borrelia sinica strain 
Spirochaetes; 


260386 Bacteria_16S 
ribosomal RNA, partial sequence 
Streptococcaceae; 


strain STR Tl 16S 
Firmicutes; Lacto 


260386 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


260386 Bacteria_16S 
ribosomal RNA, partial sequence 


strain Co53T 16S 
Spirochaetes; Spi 


260386 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


260386 Bacteria_16S 


hibernum Bacteria 


260386 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


260386 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; S 


260386 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


260386 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


260386 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


260386 Bacteria_16S 


strain TN-1 16S 


Tenericutes; Moll 


260386 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


260386 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


260386 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


260386 Bacteria_16S 


2964312 2964263 42 
bacillales; 
3715958 3715925 53 
bosomal RNA, 
3760581 3760532 42 


rochaetales; 
3783176 3783143 53 


91 


st 
86 


complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


91 


Spirochaetaceae; Borrelia 


86 


in LL2 16S ribosomal RNA, partial sequ 


gi| 219856814 

2963222 29647 
reptococcus. 

gi| 219846426 

3714904 37163 


gi|219846392 
3759507 37610 
219846375 
ence 37821 


gi 


ref 


ref 


ref 


ref 


ref 
; FL 
ref 


bur 
ref 
lia 
roup 
ref 


rs 


es; 
ref 


irop 
ref 


irop 
ref 


irop 
ref 

4 
s; S 
ref 

4 
s; S 
ref 


20 Streptococcus 


35 3783570 Mycop 


3842717 38441 


135174 41366 


144567 41460 


146134 41476 


NR_024633.1 


NR_026017.1 


NR_025983.1 


NR_025966.1 
1 


NR_025923.1 
7 
avobacteriac 
NR_025874.1 


gdorferi gro 
NR_025873.1 
turdi Bacter 
NR_025713.1 
8 
Spiroplasmat 
NR_025712.1 


lasma. 
NR_025709.1 


lasma. 
NR_025708.1 


lasma. 
NR_025707.1 
8 
piroplasmata 
NR_025706.1 
4 
piroplasmata 
NR_025704.1 


Streptococcus canis 
canis Bacteria; 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Mycoplasma 
asma leopharyngis 


Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 

3 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


strain 23-6 16S r 
Tenericutes; Moll 
260386 Bacteria_16S 
strain CUAS-1 16S riboso: 
Tenericutes; Mollicutes; 


260386 Bacteria_16S 


strain AES-1 16S ribosomal RNA, 


Tenericutes; Mollicutes; 


260386 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


260386 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


260386 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3843765 3843716 42 91 gi| 219846333 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 
; Bacteroidetes; Flavobacteria; Flavobacteriales 
3915487 3915438 42 91 gi| 219846284 
ribosomal RNA, partial sequence 3914434 39158 
rochaetales; Spirochaetaceae; Borrelia; Borrelia 
3916903 3916854 42 91 gi| 219846283 
3915851 3917216 Borre 
pirochaetaceae; Borrelia; Borrelia burgdorferi g 
4136245 4136196 42 91 gi| 219846123 
rain MQ-4 16S ribosomal RNA, partial sequence 
cteria; Tenericutes; Mollicutes; Entomoplasmatal 
4137811 4137762 42 91 gi|219846122 
ribosomal RNA, partial sequence 4136739 41382 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4142507 4142458 42 91 gi|219846119 
ribosomal RNA, partial sequence 4141437 41429 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4144073 4144024 42 91 gi| 219846118 
ribosomal RNA, partial sequence 4143001 41445 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4145640 4145591 42 91 gi|219846117 
ain LD-1B 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Entomoplasmatale 
4147205 4147156 42 91 gi|219846116 
ain PUP-1 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Entomoplasmatale 
4150335 4150286 42 91 gi|219846114 
ribosomal RNA, partial sequence 4149264 41507 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4151891 4151842 42 91 gi| 219846113 
ibosomal RNA, partial sequence 4150819 41521 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4153319 4153270 42 91 gi|219846112 
mal RNA, partial sequence 4152247 41537 
Entomoplasmatales; Spiroplasmataceae; Sp 
4154884 4154835 42 91 gi|219846111 
partial sequence 4153813 41553 
Entomoplasmatales; Spiroplasmataceae; Sp 
4156450 4156401 42 91 gi| 219846110 
ibosomal RNA, partial sequence 4155378 41568 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
4159581 4159532 42 91 gi| 219846108 
bosomal RNA, partial sequence 4158509 41600 
icutes; Entomoplasmatales; Spiroplasmataceae; Sp 
466973 466941 42 74 gi| 265678740 
RNA, partial sequence 465880 467346 Rothi 
Actinomycetales; Micrococcineae; Micrococcaceae; 
751956 751914 42 86 gi| 265678545 


260386 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellace 
260386 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; G 


strain CCUG 41628 
Bacteria; Fusobac 


260386 Bacteria_16S 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


strain LX 16S rib 
Tenericutes; Moll 


260386 Bacteria_16S 


1783239 1783176 28 


teria; Fusobacteriales; 
3786141 3786097 42 


1734658 1734623 56 


91 


16S ribosomal RNA, partial sequence 


Fusobact 
86 


91 


750969 75229 


219878348 
17821 
eriaceae; Sneath 
gi|219846373 
3785096 37865 


gi 


gi|219878385 


xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 


ae; 
ref 


ref 


3 Acinetobacter 


Acinetobacte 
NR_025487.1 


iroplasma. 

ref|NR_025703.1| Spiroplasma floricola 
96 Spiroplasma floricola Bacteria; 
iroplasma. 

ref|NR_025702.1| Spiroplasma diminutum 
62 Spiroplasma diminutum Bacteria; 
iroplasma. 

ref|NR_025701.1| Spiroplasma culicicola 
27 Spiroplasma culicicola Bacteria; 
iroplasma. 

ref|NR_025700.1| Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 
iroplasma. 

ref|NR_025698.1| Spiroplasma chinense 
24 Spiroplasma chinense Bacteria; 
iroplasma. 

ref|NR_029045.1| Rothia amarae strain 
a amarae Bacteria; Actinobacteria; 

; Rothia. 

ref|NR_028849.1| Acinetobacter towneri 


towneri Bacteria; 
ne 
Sneathia sanguinegens 


75 1783536 Sneathia sanguinegens 
ia. 
ref|NR_025964.1| Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


NR_025524.1 


Pseudobutyrivibrio 


1733638 1735079 Pseudobutyrivibrio 


260386 Bacteria_ 
strain B2 16S rib 
G 


Proteobacteria; 


260386 Bacteria_ 
lithotrophicum st 
lithotrophicum Ba 
260386 Bacteria_ 
thermolithotrophu: 
thermolithotrophu: 
260386 Bacteria_ 


sibiricum strain 
Bacteria; 


260386 Bacteria_ 
strain BC-3 16S r 
Tenericutes; Moll 
260386 Bacteria_ 
strain M55 16S ri 
Tenericutes; Moll 
260386 Bacteria_ 


strain SEBR 7054 
Thermotogae; 


260386 Bacteria_ 


strain MSB-8 16S 
Thermotogae; 


260386 Bacteria_ 
strain CC-1 16S r 
Ther 
260386 Bacteria_ 
strain MV1075 16S 
Ther 


Thermotogae; 


Thermotogae; 


260386 Bacteria_ 
strain SB2B 16S r 
G 
260386 Bacteria_ 
DSM 4359 16S ribo 
Ther 


Proteobacteria; 


Thermotogae; 


260386 Bacteria_ 
strain TMO 16S ri 
Ther 


Thermotogae; 


260386 Bacteria_ 
strain KA3 16S ri 
Ther 
260386 Bacteria_ 


Thermotogae; 


strain MK405 16S 


Tenericutes; Moll 
260386 Bacteria_ 
strain DSM 5069 1 


Bacteria; 


Thermotogae; 


260386 Bacteria_ 
neopropionicum st 
neopropionicum Ba 
260386 Bacteria_ 
strain SL1 16S ribosomal RNA, partial sequence 


Thermotogae; 
260386 Fungi_16S 
strain IFM 100 
Actinobacteria 
260386 Fungi_16S 
strain IFM 078 
Actinobacteria 
260386 Fungi_16S 
strain IFM 057 
Actinobacteria 
260386 Fungi_16S 
strain IFM 100 
Actinobacteria 
260386 Fungi_16S 
strain YZ-96 16S 


Firmicu 


Ther 


Ther 


Thermot 
260386 Bacteria_ 
strain DSM 9442 1 
Ther 


16S 753315 753289 60 
osomal RNA, partial sequence 


86 gi 


16S 1050205 1050163 42 84 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
2088125 2088083 42 84 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
16S 2104870 2104823 42 91 gi 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
16S 4080290 4080256 57 91 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
16S 4148755 4148721 57 91 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
16S 247786 247737 42 91 gi 


16S 


motogales; Thermotogaceae; Thermotoga. 
16S 305138 305089 42 91 gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
16S 331062 331013 42 91 gi 
ibosomal RNA, partial sequence 


motogales; Thermotogaceae; Thermotoga. 
16S 1394635 1394586 42 91 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
16S 1396191 1396142 42 91 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


motogales; Thermotogaceae; Thermotoga. 
16S 3527515 3527486 62 91 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 
16S 3778668 3778619 42 91 gi 


4079234 40 


265678544 


752344 75366 
ammaproteobacteria; Pseudomonadales; Moraxellace 


265678345 
quence 
urobacteri 
219878131 
1 sequence 
sulfurobac 
219878117 
ence 21038 
idiaceae; 
219846166 
807 
taceae; Sp 
219846115 


4147699 41492 


taceae; Sp 
265678897 


16S ribosomal RNA, partial sequence 246697 24821 


265678857 


304028 30558 


265678840 


329993 33159 


motogales; Thermotogaceae; Geotoga. 

16S 670807 670758 42 91 gi| 265678602 
ribosomal RNA, partial sequence 669757 67122 

motogales; Thermotogaceae; Marinitoga. 

16S 1011955 1011907 42 91 gi| 265678370 
ibosomal RNA, partial sequence 1010904 10123 
ammaproteobacteria; Alteromonadales; Shewanellac 

16S 1202713 1202664 42 91 gi| 228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 


228715897 


1393543 13950 


228715882 


1395106 13965 


16S 2201712 2201683 57 86 gi|219857598 
ribosomal RNA, partial sequence 2200688 22021 
icutes; Mycoplasmataceae; Mycoplasma. 

16S 2790850 2790801 42 91 gi| 219857123 
6S ribosomal RNA, partial sequence 2789778 27912 
ogae; Thermotogales; Thermotogaceae; Thermotoga. 
16S 3451642 3451593 42 91 gi|219846609 


6S ribosomal RNA, partial sequence 3450571 34520 


219846558 
ete sequen 
idiales; C 
219846378 


3777587 37790 


ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025756.1| Spiroplasma melliferum 
48 Spiroplasma melliferum Bacteria; 
iroplasma. 
ref|NR_025705.1| Spiroplasma insolitum 
13 Spiroplasma insolitum Bacteria; 
iroplasma. 
ref|NR_029205.1| Thermotoga hypogea 
7 Thermotoga hypogea Bacteria; 


Acinetobacter baylyi 
baylyi Bacteria; 
r. 
Balnearium 
0 Balnearium 
m. 
Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Anoxynatronum 
atronum sibiricum 


ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_029145.1| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 


ref|NR_028672.1| Shewanella amazonensis 
50 Shewanella amazonensis Bacteria; 

eae; Shewanella. 

ref|NR_027530.1| Thermotoga neapolitana 


a neapolitana DSM 4359 Bacteria; 


ref|NR_027542.1| Thermotoga lettingae 
55 Thermotoga lettingae TMO Bacteria; 
ref|NR_027541.1| Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


ref|NR_025186.1| Mycoplasma moatsii 
48 Mycoplasma moatsii Bacteria; 


ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


Clostridium 
8 Clostridium 


ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; Clostridium. 
ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref |NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 


Thermotogales; Thermotogaceae; Thermotoga. 

1062 1013 42 91 gi| 265678352 

35 16S ribosomal RNA, partial sequence 1 1514 
; Actinobacteridae; Actinomycetales; Corynebacterin 
2571 2522 42 91 gi| 265678351 

4 16S ribosomal RNA, partial sequence 1564 3016 
; Actinobacteridae; Actinomycetales; Corynebacterin 
4109 4060 42 91 gi| 265678350 

5 16S ribosomal RNA, partial sequence 3067 4565 
; Actinobacteridae; Actinomycetales; Corynebacterin 
5669 5620 42 91 gi| 265678349 

84 16S ribosomal RNA, partial sequence 4616 6112 
; Actinobacteridae; Actinomycetales; Corynebacterin 
7225 7176 42 91 gi| 265678348 
ribosomal RNA, partial sequence 6163 7670 


ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


260386 Fungi_16S 8727 8678 42 91 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

260386 Fungi_16S 10213 10164 42 91 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

260386 Fungi_16S 11694 11645 42 91 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
260386 Archaea_16S 1038 994 42 86 gi|265679008|ref|NR_029316.1| Sulfophobococcus 
zilligii strain Kl 16S ribosomal RNA, partial sequence 1 1463 Sulfophobococcus zilligii 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Sulfophobococcus. 
260386 Archaea_16S 24745 24701 42 86 gi|265678616|ref|NR_028921.1| Pyrobaculum 
arsenaticum strain PZ6 16S ribosomal RNA, partial sequence 23761 25140 Pyrobaculum arsenaticum 
Archaea; Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Pyrobaculum. 


260386 Archaea_16S 37741 37697 42 86 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 
strain IC-059 16S ribosomal RNA, partial sequence 36706 38182 Vulcanisaeta souniana Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Vulcanisaeta. 

261344 Bacteria_16S 551629 551652 1 24 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

261344 Bacteria_16S 1144058 1144081 1 24 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 


phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 
261344 Bacteria_16S 28689 28711 2 24 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
261344 Bacteria_16S 237337 237359 2 24 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


261344 Bacteria_16S 550022 550044 2 24 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

261344 Bacteria_16S 560747 560771 1 25 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

261344 Bacteria_16S 593868 593892 1 25 gi|265678657|ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
261344 Bacteria_16S 668246 668268 1 23 gi|265678604|ref|NR_028909.1| Gluconacetobacter 


entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
261344 Bacteria_16S 2077731 2077753 2 24 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
261344 Bacteria_16S 2079295 2079317 2 24 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
261344 Bacteria_16S 2080847 2080869 2 24 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 
261344 Bacteria_16S 2082401 2082423 2 24 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 


261344 Bacteria_16S 95192 95213 1 22 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

261344 Bacteria_16S 165415 165436 1 22 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

261344 Bacteria_16S 235701 235722 2 23 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

261344 Bacteria_16S 240466 240487 2 23 gi|265678902|ref|NR_029210.1| Burkholderia 


pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 
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415255 415276 1 22 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
11840 11860 1 21 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
rain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
11890 11910 1 21 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
rain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
157797 157817 2 22 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
390406 390426 2 22 gi|265678795|ref|NR_029100.1| Myceligenerans 
n XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Myceligenerans. 
391988 392008 1 21 gi|265678794|ref|NR_029099.1| Chitinimonas 
n cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 
401192 401212 1 21 gi| 265678788 |ref|NR_029093.1| Photorhabdus 


1 sequence 399669 401215 
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Pseudomonas lini Bacteria; 

e; Pseudomonas. 
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aceae; Enterobacter; Enterobacter 


Photorhabdus 
722663 724202 
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Photorhabdus luminescens subsp. laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
; Enterobacteriaceae; Photorhabdus. 

768894 768914 1 21 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
osomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
lphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

933970 933990 1 21 gi| 265678423 |ref|NR_028725.1| Lactobacillus 

HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

974153 974173 2 22 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
4 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 
ydiales; Waddliaceae; Waddlia. 

1039811 1039831 2 22 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
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6S ribosomal RNA, partial sequence 1895145 18966 


Desulfoba 
219857650 
sequence 
teria; Chr 


219846858 
ence 30950 
dales; Suc 
265678933 
ence 19438 
occales; 
265678723 


492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 
262968 Bacteria_16S 


265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678559 
ce 73331 
ales; Chro 
265678537 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


265678532 


770475 77198 
seudomonad 


265678509 


16S ribosomal RNA, partial sequence 804384 80579 


Anaeroglo 
265678428 


924822 92631 


Desulfoba 
219846400 
sequence 

ia; Desulf 


228716433 
tial seque 
oteobacter 


219878149 
1 sequence 
teria; Chr 
219857554 


2267708 22692 


Desulfoba 
219846731 


6S ribosomal RNA, partial sequence 3284145 32856 


Acetobacte 
219846472 
nce 36482 
occales; M 
219846471 


M 


ref |NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_025740.1 
o gallicus Bacte 
ref|NR_028654.1 
eae; Nocardiacea 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025239.1 

2126557 212798 
omatiales; Ectot 


ref|NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref |NR_029028.1 
5 Marinobacter 
aceae; Marinobac 
ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref|NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028836.1 


acea 
ref 


e; Cellvibri 
NR_028812.1 


bus. 
ref|NR_028730.1 
cteraceae; Desul 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


ref 
nce 
ia; 


NR_027551.1 
129190 
Alteromonada 


ref |NR_025288.1 
2061023 206241 
omatiales; Chrom 
ref|NR_025142.1 


cter 
ref 


aceae; Desul 
NR_026323.1 


rium. 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 


Desulfocella halophila 


halophila Bacteria; 


focella. 

Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Vibrio gallicus strain 
ria; Proteobacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Desulfococcus biacutus 
biacutus Bacteria; 

fococcus. 
Thioalkalispira 

9 Thioalkalispira 

hiorhodospiraceae; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Methylococcus 
ococcus capsulatus 
Methylococcus. 
Marinobacter sediminum 


v 


sediminum Bacteria; 


ter. 
Lamprocystis purpurea 


purpurea Bacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


Oo. 
Anaeroglobus geminatus 


1 Anaeroglobus geminatus Bacteria; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Desulfonema 

5 Desulfonema 

ulfobacteraceae; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Lamprocystis 
5 Lamprocystis 
atiaceae; Lamprocystis. 
Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylocaldum gracile 


3649747 3651235 Methylocaldum gracile Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


262968 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; 


strain PS-1 16S r 
Proteobacteria; 


strain KMM 3809 1 
Proteobacteria; 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


262968 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 


phaeum strain PB 
Firmicutes; Clost 


262968 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


262968 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


262968 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


262968 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


262968 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


262968 Bacteria_16S 


montpellierensis 
montpellierensis 


262968 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


262968 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


262968 Bacteria_16S 


DSM 14365 16S rib 
Bacteria; Proteob 


262968 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


262968 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


262968 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


262968 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


262968 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


262968 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


262968 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


262968 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


G 


G 
262968 Bacteria_16S 


G 


3651969 3652074 1 107 
bosomal RNA, complete sequence 


gi 


3797798 3797903 1 107 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
4169815 4169920 1 107 gi 


gi 


4191275 4191380 1 107 gi 


ria; Proteobacteria; Gammaproteobacter 


2883717 2883822 1 107 gi 


ridia; Thermoanaerobacterales; Thermoa 
56729 56834 1 107 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58230 58335 L 107 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
59747 59852 1 107 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
244397 244502 1 107 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
632524 632629 1 107 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
766618 766723 1 107 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
867412 867517 1 107 gi 


ammaproteobacteria; Xanthomonadales; X 
923950 924055 1 107 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
1209887 1209992 1 107 gi 
osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1227890 1227995 1 107 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1229426 1229531 1 107 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1271674 1271779 1 107 gi 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1312209 13123141 107 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1404701 1404806 1 107 

ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1462535 1462640 1 107 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1691506 16916111 107 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


1766226 1766331 1 107 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 


262968 Bacteria_16S 


strain NCIMB 8634 


3651286 36527 
ammaproteobacteria; Methylococcales; M 
262968 Bacteria_16S 
3797117 37986 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alteromonad 
262968 Bacteria_16S 
n SM-19 16S ribosomal RNA, partial seq 


59080 


243690 24511 


631874 63335 


16S ribosomal RNA, partial sequence 866725 86827 


1209193 12106 


1227244 12287 


1228770 12302 


1271016 1272493 Desul 


1404010 14055 


219846470 


ethylococc 
219846364 


ciricketts 
219846100 


219846081 
uence 
ia; Altero 


219856869 


naerobacte 
265679026 
nce 56079 
ales; Chro 
265679025 
nce 57580 
matiaceae; 
265679024 
60579 
anthomonad 
265678899 


Megasphae 
265678629 


Acetobacte 
265678535 
artial seq 
tridiales; 
265678467 


anthomonad 
265678429 
nce 92324 
acterales; 
228715350 


ales; Nann 
219878281 


seudomonad 
219878280 


seudomonad 
219846399 


eae; Desul 
228721465 
sequence 
eria; Xant 


219857153 


ocystineae 
224581411 
ence 14618 
nadales; A 
219878413 
1 sequence 
ria; Pseud 


219878360 
ence 17655 
ales; Ecto 


2171031 2171136 1 107 gi 
16S ribosomal RNA, partial sequence 


Methylocaldum tepidum 
tepidum Bacteria; 


ref |NR_026062.1 
76 Methylocaldum 
aceae; Methylocaldum. 

ref |NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 

ref|NR_025690.1| Marinobacter excellens 
64 Marinobacter excellens Bacteria; 
aceae; Marinobacter. 

ref|NR_025671.1| Marinobacter 

190616 4192088 Marinobacter 
monadales; Alteromonadaceae; 


rs 


ref|NR_024688.1| Thermacetogenium 

25 Thermacetogenium phaeum Bacteria; 

raceae; Thermacetogenium. 

NR_029334.1| Thiocystis gelatinosa 

57529 Thiocystis gelatinosa 

matiaceae; Thiocystis. 

NR_029333.1| Thiocystis violacea 

59029 Thiocystis violacea Bacteria; 

iocystis. 

NR_029332.1| Xanthomonas theicola 
Xanthomonas theicola Bacteria; 

aceae; Xanthomonas. 

ref|NR_029207.1| Megasphaera elsdenii 

5 Megasphaera elsdenii Bacteria; 

ra. 

ref|NR_028934.1| Acetobacterium tundrae 

1 Acetobacterium tundrae Bacteria; 

rium. 

ref|NR_028839.1 

uence 765978 

Veillonellaceae; Veillonella. 

ref|NR_028770.1| Xanthomonas cynarae 

6 Xanthomonas cynarae Bacteria; 

aceae; Xanthomonas. 

ref|NR_028731.1| Desulfofrigus 

9 924771 Desulfofrigus oceanense 

Desulfobacteraceae; Desulfofrigus. 

ref|NR_027522.1| Haliangium ochraceum 

99 Haliangium ochraceum DSM 14365 

ocystineae; Haliangiaceae; Haliangium. 

ref|NR_025420.1| Cellvibrio fibrivorans 

19 Cellvibrio fibrivorans Bacteria; 

aceae; Cellvibrio. 

ref|NR_025419.1| Cellvibrio gandavensis 

55 Cellvibrio gandavensis Bacteria; 

aceae; Cellvibrio. 

ref|NR_025990.1| Desulfonema magnum DSM 

fonema magnum Bacteria; Proteobacteria; 

fonema. 

ref |NR_027606.1 
1311542 131304 

homonadales; Xan 


Veillonella 
767386 Veillonella 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


ref|NR_024781.1| Haliangium tepidum 
17 Haliangium tepidum Bacteria; 

; Haliangiaceae; Haliangium. 
ref|NR_027192.1| Marinobacter 

62 1463368 Marinobacter bryozoorum 
lteromonadaceae; Marinobacter. 
ref|NR_025552.1| Cellvibrio 

1690867 1692335 Cellvibrio 
omonadales; Pseudomonadaceae; 


ref |NR_025499.1 
52 1767023 Alkali 


Alkalilimnicola 
limnicola halodurans 
thiorhodospiraceae; Alkalilimnicola. 


219857621 
21703 


ref|NR_025210.1| Cellvibrio fulvus 
56 2171849 Cellvibrio fulvus Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


262968 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


262968 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
acteria; Gammaproteobacteria; Xanthomonadales; 
262968 Bacteria_16S 


Bacteria; Proteob 


limimaris strain 
Bacteria; Proteob 


paradoxus strain 
Bacteria; Proteob 


strain DSM 12769 


Proteobacteria; G 


strain CFML 96-19 
Proteobacteria; G 


strain CFML 96-17 
Bacteria; Proteob 


strain ATCC15947 
Bacteria; Proteob 


strain JCM1680 16 
Proteobacteria; G 


strain JCM1679 16 
Proteobacteria; G 


strain ATCC 33616 
Bacteria; Proteob 


japonensis strain 
Bacteria; Proteob 


strain LMG 8678 1 
Proteobacteria; G 


262968 Bacteria_16S 


strain LMG 947 16 
Proteobacteria; G 


262968 Bacteria_16S 


strain LMG 673 16 
Proteobacteria; G 


262968 Bacteria_16S 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


262968 Bacteria_16S 


strain LMG 733 16 
Proteobacteria; G 


262968 Bacteria_16S 


strain LMG 847 16 
Proteobacteria; G 


262968 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; G 


strain DSM 8239 1 
Firmicutes; Clost 


262968 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


paludosum strain 
paludosum Bacteri 


2172582 2172687 1 


2184615 21847201 


ria; Proteobacteria; 


2318270 2318375 1 


2354506 23546111 


DCB-M 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
262968 Bacteria_16S 


2441231 24413361 


ARh1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatiales; 
262968 Bacteria_16S 


2506150 2506255 1 


2580092 2580197 1 


2584797 2584902 1 


2763142 2763247 1 


2764658 2764763 1 


2766174 2766279 1 


2857238 2857343 1 


2923282 2923387 1 


3183355 3183460 1 


ammaproteobacteria; 
3184907 3185012 1 


ammaproteobacteria; 
3186459 3186564 1 


ammaproteobacteria; 
3188011 3188116 1 
n LMG 9 
ria; Proteobacteria; 


3191115 31912201 


ammaproteobacteria; 
3192667 3192772 1 


ammaproteobacteria; 
3195769 3195874 1 


3275684 3275789 1 


ridia; Clostridiales; 
3278712 3278817 1 


a; Firmicutes; 


262968 Bacteria_16S 


3280231 3280336 1 


Clostridia; 


107 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
262968 Bacteria_16S 


107 


n CB-226 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


107 


107 


107 


107 


16S ribosomal RNA, partial sequence 2505486 25069 
ammaproteobacteria; Chromatiales; Ectothiorhodos 
262968 Bacteria_16S 


107 


8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
262968 Bacteria_16S 


107 


0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 
262968 Bacteria_16S 


107 


16S ribosomal RNA, partial sequence 2762542 27639 
acteria; Gammaproteobacteria; Enterobacteriales; 
262968 Bacteria_16S 


107 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
262968 Bacteria_16S 


107 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
262968 Bacteria_16S 


107 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomonadales; 
262968 Bacteria_16S 


107 


12-3 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomonadales; 
262968 Bacteria_16S 


107 


6S ribosomal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


107 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


107 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


107 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


107 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


107 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


107 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
262968 Bacteria_16S 


107 


6S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


107 


107 


219857620 
21719 


gi 


gi| 219857609 


gi| 219857517 


219857491 
23538 


gi 


Syntrophobacterales; 


219857426 
24405 


gi 
gi| 219857373 


219857281 
25794 


gi 


219857278 

25841 
P 
219857142 


gi 


gi 


gi|219857141 
2763991 27654 
Enterobac 
gi|219857140 
2765507 27669 
Enterobac 
219856886 
28565 
Xx 
219856841 
29226 
Xx 
219846799 


gi 


gi 


gi 


gi|219846798 
3184240 31857 

Xanthomonad 
gi|219846797 
3185792 31872 

Xanthomonad 
219846796 


gi 
Xantho: 


gi|219846794 
3190448 31919 

Xanthomonad 
gi|219846793 
3192000 31935 

Xanthomonad 
gi|219846791 
3195102 31966 
gi|219846737 
Acetobacte 
gi|219846735 
Eubact 
219846734 


Xanthomonadales; 


Xanthomonadaceae; 


Ectothiorhodospirace 


ref |NR_025209.1 
00 2173400 Cellvi 
Cellvibri 
NR_025198.1 
183928 218546 
Xanth 


ref 


ND 


ref|NR_025105.1 
82 2319121 Pseudo 


ref|NR_025079.1 
08 2355330 Desulf 
Syntrophaceae 
ref|NR_025014.1 
72 2442029 Thioal 
ref|NR_024961.1 
piraceae; Alkali 
ref|NR_024912.1 
20 2580935 Pseudo: 
Pseudomon 
ref |NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref |NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref|NR_024768.1 


teriaceae; Edwar 
ref |NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_026391.1 


Xanthomon 
ref |NR_026390.1 
aceae; Xanthomon 
ref |NR_026389.1 


aceae; Xanthomon 
ref|NR_026388.1 

3187344 318884 
monadales; Xanth 
ref|NR_026386.1 


aceae; Xanthomon 
ref|NR_026385.1 


aceae; Xanthomon 
ref|NR_026383.1 


aceae; Xanthomon 
ref|NR_026329.1 


rium. 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 


gi 


Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Desulfomonile 
omonile limimaris 
; Desulfomonile. 
Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Pseudomonas cedrina 
monas cedrina Bacteria; 


as. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


72 Edwardsiella hoshinae Bacteria; 


dsiella. 

Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 

Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 

2 Acetobacterium 
acterium. 
Acetobacterium malicum 


ref|NR_026326.1 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 
Eubacteriaceae; Acetobacterium. 


Firmicutes; Clost 


ridia; Clostridiales; 


262968 Bacteria_16S 3281750 3281855 1 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial 
Clostridia; 


carbinolicum Bacteria; 
262968 Bacteria_16S 

wieringae strain 
wieringae Bacteria; 
262968 Bacteria_16S 
strain LMG 5743 1 
Proteobacteria; 
262968 Bacteria_16S 


Firmicutes; 
3283274 3283379 1 


Firmicutes; 
3289309 3289414 1 


3290834 3290939 1 


Clostridia; 


107 


107 


107 


107 


gi 


Clostridiales; 


gi 


gi 


gi 


219846733 
sequence 


219846732 


DSM 1911 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846728 


6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; xX 


219846727 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


262968 Bacteria_16S 3293938 3294043 1 


strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


262968 Bacteria_16S 3313706 3313811 1 


107 


107 


gi 


gi 


219846725 


3293271 32947 


219846711 


vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 


vietnamensis Bacteria; 
Desulfovibrio. 
262968 Bacteria_16S 
marinum DSM 5261 
Proteobacteria; 

262968 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 
Marinobacter. 
262968 Bacteria_16S 


Proteobacteria; 


3388394 3388499 1 


4020841 4020946 1 


4026885 4026990 1 


107 


107 


107 


Deltaproteobacteri 


gi 


gi 


gi 


a; Desul 


219846653 


16S ribosomal RNA, partial sequence 3387742 33891 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


219846209 


SW-145 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


219846205 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 


alkenivorans Bacteria; 
Desulfatibacillum. 
262968 Bacteria_16S 
aliphaticivorans 
aliphaticivorans Bacteria; 
Desulfatibacillum. 
262968 Bacteria_16S 
strain LMG 690 16 
Proteobacteria; 
262968 Bacteria_16S 


Proteobacteria; 


4165334 4165439 1 


3189563 3189668 1 


11009 11114 1 


107 


107 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


107 


longreachensis strain 16910a 16S ribosomal RNA, 


longreachensis Bacteria; 
Desulfovibrio. 
262968 Bacteria_16S 50578 50683 1 

alaskensis strain All 16S ribosomal RNA, 
Bacteria; 
262968 Bacteria_16S 61295 61400 

strain Y6 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
262968 Bacteria_16S 178256 178361 
strain ATCC 15468 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
262968 Bacteria_16S 179735 179840 


Proteobacteria; 


a 


1 


1 


Deltaproteobacteria; 


107 


complete sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


107 


sequence 
Xanthomonadales; 


107 


107 


Deltaproteobacteri 


gi 


strain CV2803 16S ribosomal RNA, partial 


Proteobacteria; Deltaproteobacteria; 


gi 


gi 


a; Desul 


219846104 


219846795 


3188896 31903 
anthomonadaceae; 


265679056 


complete sequence 


gi 


gi 


60630 
anthomonadaceae; 


gi 


partial sequence 
Aeromonadales; 


gi 


xX 


Aer 


Des 


265679030 
49907 


265679023 
62129 


265678944 
17756 


265678943 


thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequenc 


thermophilus Bacteria; 
Methylococcus. 
262968 Bacteria_16S 


Proteobacteria; 


199669 199774 1 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial s 


acetylenicus Bacteria; 
Pelobacter. 
262968 Bacteria_16S 
strain RV-12x 16S 
Firmicutes; Clostridia; 
262968 Bacteria_16S 
asymbiotica subsp. 
Photorhabdus asymbiotica subsp. 
Enterobacteriales; Enterobacteriaceae; 
262968 Bacteria_16S 546128 546233 
strain CIP 105566 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
262968 Bacteria_16S 662798 662903 


Proteobacteria; 


388087 388192 1 


400362 400467 1 


1 


1 


strain 279-56 16S ribosomal RNA, partial sequence 


107 


107 


ribosomal RNA, partial sequence 


107 


107 


107 


gi 


Deltaproteobacteria; 


gi 


gi 


gi 


partial sequence 
Enterobacteriales; 


gi 


Gammaproteobacteria; Methylococcales; 


265678930 
equence 
Desul 


265678796 


387448 38884 
Clostridiales; Veillonellaceae; 


Veillonel 
265678788 


australis strain 9802892 16S ribosomal RNA, pa 
australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


265678688 
54547 
Enterobac 

265678607 


Eub 


Eubact 


anthomonad 


ref 


ref 


ref 


ref 


acte 


aceae; 


NR_026325.1 


3281102 328257 
riaceae; Ace 


NR_026324.1 


3282621 328409 
eriaceae; 


NR_026320.1 


NR_026319.1 


Acetob 


Acetobacterium 


0 Acetobacterium 
tobacterium. 


Acetobacterium 


4 Acetobacterium 
acterium. 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


Xanthomonas. 


Xanthomonas oryzae 


Alteromonadales; 


sequence 4164674 41661 
Desul 


omonadaceae; 


68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 

ref|NR_026317.1| Xanthomonas axonopodis 
72 Xanthomonas axonopodis Bacteria; 
Xanthomonas. 

ref |NR_026303.1| Desulfovibrio 

3313036 3314538 Desulfovibrio 
fovibrionales; Desulfovibrionaceae; 


ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 

ref|NR_025799.1| Marinobacter 
4020178 4021672 Marinobacter 
Alteromonadaceae; 


ref|NR_025795.1 
4026183 402770 
fobacterales; De 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 
ref|NR_025694.1| Desulfatibacillum 
19 Desulfatibacillum 
fobacterales; Desulfobacteraceae; 
ref|NR_026387.1| Xanthomonas cucurbitae 
97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 
ref |NR_029364.1| Desulfovibrio 

10342 11910 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 


ref |NR_029338.1| Desulfovibrio 
51436 Desulfovibrio alaskensis 
; Desulfovibrionaceae; Desulfovibrio. 
ref |NR_029331.1| Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 
Xanthomonas. 
ref|NR_029252.1| Aeromonas punctata 
4 179023 Aeromonas punctata Bacteria; 
Aeromonas. 
ref|NR_029251.1| Methylococcus 
e 179074 180523 Methylococcus 
Methylococcaceae; 


ref|NR_029238.1 
198985 200521 


Pelobacter 
Pelobacter 


furomonadales; Pelobacteraceae; 
ref|NR_029101.1| Veillonella ratti 
3 Veillonella ratti Bacteria; 

la. 

ref|NR_029093.1] Photorhabdus 
rtial sequence 399669 401215 


ref|NR_028993.1| Enterobacter kobei 

5 546925 Enterobacter kobei Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028912.1] Enterobacter cloacae 


662137 663647 Enterobacter cloacae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


cloacae complex. 


262968 Bacteria_16S 
strain DSM 30039 
Proteobacteria; 

262968 Bacteria_16S 691683 691788 1 
warmboldiae strain NSW 326 
warmboldiae Bacteria; Proteobacteria; 
Buttiauxella. 
262968 Bacteria_16S 


690131 690236 1 


728041 728146 1 


Bacteria; Proteob 
262968 Bacteria_16S 
6611 16S ribosoma 
Gammaproteobacteria; 
262968 Bacteria_16S 
strain Pull 5.3 16S ribosomal RNA, 
Proteobacteria; 
262968 Bacteria_16S 


732548 732653 1 


Chromatiales; 
791222 791327 1 


814246 814351 1 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
gi 
818049 81950 
Enterobac 


Bacteria; Proteob 
262968 Bacteria_16S 818704 818809 1 
strain 12993 16S ribosomal RNA, partial 
Proteobacteria; 
262968 Bacteria_16S 
strain 256 16S ri 
Proteobacteria; 
262968 Bacteria_16S 
strain CFBP 5236 


820209 820314 1 


844688 844793 1 


1 RNA, partial sequence 


107 


107 


107 


107 
sequence 


107 


bosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
gi 
16S ribosomal RNA, partial sequence 844000 84550 


107 


gi 
16S ribosomal RNA, partial sequence 689459 69096 
Gammaproteobacteria; Enterobacteriales; 
gi 
16S ribosomal RNA, partial 
Gammaproteobacter 


gi 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Gammaproteobacteria; Alteromonadales; P 


Gammaproteobacteria; Enterobacteriales; 
gi 
819558 82101 


265678589 


265678588 
sequence 
ia; 


265678563 


e 
hales; 
265678500 


265678499 


265678483 


Enterobac 


Enterobacteriales; 


72737 


81355 
Pis 


ref |NR_028894.1 
teriaceae; 
ref |NR_028893.1 

691014 692520 


ref |NR_028867.1 


9 815058 Thioa 
ciri 
ref 


1 
NR_028803.1 


teri 
ref 


aceae; 
NR_028802.1 


ref |NR_028786.1 


ckettsiaceae; 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 
Citrobacter. 


Buttiauxella 
Buttiauxella 


Enterobacteriaceae; 


Thiorhodospira 


0 728734 Thiorhodospira sibirica 


ae; Thiorhodospira. 
Thiocapsa rosea strain 
Proteobacteria; 


Psychromonas arctica 


arctica Bacteria; 


ales; Ectothiorhodospirace 
107 gi|265678560|ref|NR_028864.1 
731878 733268 Thiocapsa rosea Bacteria; 
Chromatiaceae; Thiocapsa. 
107 gi| 265678518 |ref|NR_028821.1 
complete sequence 790537 792043 Psychromonas 
sychromonadaceae; Psychromonas. 
107 gi|265678503|ref|NR_028806.1 


Thioalkalimicrobium 

kalimicrobium cyclicum 
Thioalkalimicrobium. 
Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
Kluyvera. 


Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


Enterobacteriaceae; Kluyvera. 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 

262968 Bacteria_16S 858218 858323 1 107 gi|265678473|ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
262968 Bacteria_16S 902225 902330 1 107 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

262968 Bacteria_16S 922380 922485 1 107 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

262968 Bacteria_16S 987022 987127 1 107 gi| 265678386 |ref|NR_028688.1| Citrobacter murliniae 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 986336 987865 Citrobacter murliniae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
262968 Bacteria_16S 988602 988707 1 107 gi| 265678385 |ref|NR_028687.1| Citrobacter braakii 
strain 167 16S ribosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

262968 Bacteria_16S 990182 990287 1 107 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 
strain I-75 16S ribosomal RNA, partial sequence 989496 991017 Citrobacter sedlakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

262968 Bacteria_16S 991753 991858 1 107 gi| 265678383 |ref|NR_028685.1| Citrobacter rodentium 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

262968 Bacteria_16S 999476 999581 1 107 gi| 265678378 |ref|NR_028680.1| Thiomicrospira 
chilensis strain Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
262968 Bacteria_16S 1026781 1026886 1 107 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 

262968 Bacteria_16S 1118991 1119096 1 107 gi|228716249|ref|NR_027549.1| Escherichia fergusonii 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 1119805 Escherichia fergusonii ATCC 35469 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
262968 Bacteria_16S 1152303 1152408 1 107 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

262968 Bacteria_16S 1185565 1185670 1 107 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

262968 Bacteria_16S 1187076 1187181 1 107 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

262968 Bacteria_16S 1188587 1188692 1 107 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


262968 Bacteria_16S 1190098 1190203 1 107 
ATCC 43970 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
262968 Bacteria_16S 1429105 14292101 107 gi 
antibioticus strain USAM 3C 16S ribosomal RNA, partial 
antibioticus Bacteria; Proteobacteria; Gammaproteobacte 
Lysobacter. 
262968 Bacteria_16S 


gi 


ri 


1495883 1495988 1 107 gi 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromona 
262968 Bacteria_16S 1571163 1571268 1 107 gi 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, parti 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobac 
262968 Bacteria_16S 1645856 1645961 1 107 gi 
strain IBS S6874 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
262968 Bacteria_16S 1667235 1667340 1 107 gi 
strain Albert 19982 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
262968 Bacteria_16S 1671840 1671945 1 107 gi 
strain 888-76 16S ribosomal RNA, partial sequence 


da 


al 
te 


E 


a; 


14 
les; 


16 
ntero 


228715942 
1189433 11908 
cteriales; 
224581439 
sequence 

Xanth 


219846691 


952 


Aer 
219878156 

sequenc 
ria; Aer 
219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 
219878430 


665 
bac 


219878427 
1671187 16725 


ref|NR_027543.1 
Enterobacteriac 
ref|NR_027221.1 

1428427 142992 
omonadales; Xant 


ref|NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025585.1 


e; Aeromonas. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 


Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Lysobacter 

1 Lysobacter 

homonadaceae; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


48 Enterobacter cowanii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

262968 Bacteria_16S 1757254 1757359 1 107 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

262968 Bacteria_16S 1849964 1850069 1 107 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

262968 Bacteria_16S 1988415 1988520 1 107 gi|219878203|ref|NR_025342.1| Tatumella ptyseos 


strain DSM 5000 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
262968 Bacteria_16S 1989963 1990068 1 107 gi 
proteamaculans strain DSM 4543 16S ribosomal RNA, parti 
proteamaculans Bacteria; Proteobacteria; Gammaproteobac 
Serratia. 
262968 Bacteria_16S 
strain DSM 30063 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
262968 Bacteria_16S 1993054 1993159 1 107 gi 
strain DSM 4576 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
262968 Bacteria_16S 1994602 1994707 1 107 gi 
strain DSM 12358 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
262968 Bacteria_16S 1996137 1996242 1 107 gi 
strain DSM 4594 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
262968 Bacteria_16S 2000755 2000860 1 107 gi 
proteus strain 42 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
262968 Bacteria_16S 2005368 2005473 1 107 gi 
strain $3/2-161 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
262968 Bacteria_16S 2006914 2007019 1 107 gi 
strain $1/1-984 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
262968 Bacteria_16S 2026446 2026551 1 107 gi 
strain LMG 317541 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
262968 Bacteria_16S 2027889 2027994 1 107 gi 
carotovorum subsp. odoriferum strain LMG 17566 16S ribo 


E 


al 
te 


1991511 1991616 1 107 gi 


E 


E 


E 


E 


ct 


E 


E 


om 


so 


ntero 


sequ 
ria; 


ntero 


ntero 


16S ribosomal RNA, partial sequence 1993927 19 


ntero 


6S ribosomal RNA, partial sequence 1995493 19 


ntero 


20 
erial 


6S ribosomal RNA, partial sequence 2004699 20 


ntero 


6S ribosomal RNA, partial sequence 2006247 20 


ntero 


20 
onada 


mal R 


Pectobacterium carotovorum subsp. odoriferum Bacteria; 


Enterobacteriales; Enterobacteriaceae; Pectobacterium. 

262968 Bacteria_16S 2041596 2041701 1 107 gi 
broegbernensis strain B1616/1 16S ribosomal RNA, partia 
broegbernensis Bacteria; Proteobacteria; Gammaproteobac 
Pseudoxanthomonas 


L 
te 


seque 
ria; 


2121092 21211971 107 


262968 Bacteria_16S gi 


6S ribosomal RNA, partial sequence 1987760 19892 


bac 


219878202 


enc 


Ent 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 


bac 


219878200 
6S ribosomal RNA, partial sequence 1992387 19938 


bac 


219878199 


954 
bac 


219878198 


969 
bac 


219878195 


000 


es; 


219878192 


061 
bac 


219878191 


077 
bac 


219878178 


257 
cea 


219878177 


NA, 


219878167 


nce 
Xan 


219857654 


teriaceae; Tatum 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025338.1 


teri 
ref 


aceae; Serra 
NR_025337.1 


teriaceae; Rahne 
ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 

ref |NR_025316.1 
partial sequenc 


ref|NR_025306.1 
2040918 204243 
thomonadales; Xa 


ref 


39 Tatumella ptyseos Bacteria; 


ella. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 

Obesumbacterium 
bacterium proteus 
eae; Obesumbacterium. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Cedecea davisae strain 


NR_025243.1 


DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 


262968 Bacteria_16S 


ATCC 43380 16S 
Proteobacteria; 


262968 Bacteria_16S 
NCTC 5923 16S rib 


Proteobacteria; 


262968 Bacteria_16S 
strain ATCC 33638 
Proteob 
262968 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 


Bacteria; 


Yersinia. 


262968 Bacteria_16S 
venustensis strai 
Proteob 
262968 Bacteria_16S 
lutaoensis strain 
Proteob 
262968 Bacteria_16S 
strain ATCC 17747 
Clost 
262968 Bacteria_16S 
subsp. pectinolyt 
salmonicida subsp 


Bacteria; 


Bacteria; 


Firmicutes; 


Aeromonadaceae; 


262968 Bacteria_16S 
strain ATCC 33531 
Proteob 
262968 Bacteria_16S 


Bacteria; 


strain ATCC 516 
Proteobacteria; 


262968 Bacteria_16S 


strain CDC 0876 
Bacteria; 


strain CDC 2991 
Proteobacteria; 


262968 Bacteria_16S 
thyasirae strain 
thyasirae Bacteri 


Thiomicrospira. 


262968 Bacteria_16S 


strain ATCC 127 
Proteobacteria; 


262968 Bacteria_16S 
ruminantium strai 


ruminantium Bac 


262968 Bacteria_16S 


strain JCM1240 
Proteobacteria; 
262968 Bac 
strain JCM1235 
Proteobacteria; 
262968 Bac 
strain JCM1237 
Proteobacteria; 
262968 Bac 
strain JCM1234 
Proteobacteria; 


262968 Bacteria 


strain JCM6051 
Proteobacteria; 
cloacae complex 


262968 Bacteria_16S 


strain LMG 2542 
Proteobacteria; 


262968 Bacteria_16S 


strain LMG 471 
Proteobacteria; 


262968 Bacteria_16S 


Proteob 
262968 Bacteria_16S 


teria 


teria 


teria 


2239199 2239304 1 107 
bosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2240710 2240815 1 107 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242221 2242326 1 107 gi 
16S ribosomal RNA, partial sequence 


gi 
21 
G 


G 


2243732 22438371 107 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; 
2263733 2263838 1 


107 gi 


2303089 23031941 107 gi 


2403096 2403201 1 107 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2456447 2456552 1 107 gi 


Aeromonas. 
2462415 2462520 1 107 gi 
16S ribosomal RNA, partial sequence 


2620393 2620498 1 107 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2635522 2635627 1 107 gi 
8 16S ribosomal RNA, partial sequence 


03 
G 


-5 


2637086 2637191 1 107 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2647903 2648008 1 107 gi 


-8 
G 


2855665 2855770 1 107 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2921746 2921851 1 107 gi 


75 
G 


te Firmicutes; Clostridia; 
2947389 2947494 1 107 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2948879 2948984 1 107 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2950367 2950472 1 107 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2951868 2951973 1 107 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
_ 16S 2953366 2953471 1 107 gi 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


ria; 
gi 


2966938 2967043 1 107 gi 


1 
Gammaproteobacteria; Enterobacteriales; 
3181803 3181908 1 107 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


3194217 31943221 107 gi 


16 
G 


acteria; Gammaproteobacteria; Enteroba 
Gammaprote 
n IS04 16S ribosomal RNA, partial sequ 


acteria; Gammaproteobacteria; Oceanosp 


T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


ica strain 34mel 16S ribosomal RNA, pa 


- pectinolytica Bacteria; Proteobacter 


acteria; Gammaproteobacteria; Enteroba 


acteria; Gammaproteobacteria; Enteroba 


DSM 5322 16S ribosomal RNA, partial se 
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ref|NR_026384.1 


Xanthomonas melonis 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
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longus Bacteria; 
ulfovibrio. 
Veillonella caviae 
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NR_028875.1 


Enterobacter pyrinus 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


262968 Bacteria_16S 900693 900798 1 107 gi| 265678444 |ref|NR_028746.1| Thioalkalimicrobium 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
262968 Bacteria_16S 1064923 1065029 1 107 gi|265678334|ref|NR_028636.1| Marinomonas 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

262968 Bacteria_16S 1200720 1200825 1 107 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 


262968 Bacteria_16S 2140729 2140835 1 107 gi|219857641|ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

262968 Bacteria_16S 2560309 2560414 1 107 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

262968 Bacteria_16S 4095084 4095189 1 107 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

262968 Bacteria_16S 47500 47605 1 107 gi| 265679032 |ref|NR_029340.1| Alcanivorax 


borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


262968 Bacteria_16S 70314 70419 #1 107 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 
262968 Bacteria_16S 95951 96056 1 107 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 


aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
262968 Bacteria_16S 202752 202857 3 109 gi| 265678928 |ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 


262968 Bacteria_16S 204347 204452 1 107 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

262968 Bacteria_16S 213707 213812: 1 107 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

262968 Bacteria_16S 418941 419046 1 107 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

262968 Bacteria_16S 420452 420557 1 107 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 


antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 


262968 Bacteria_16S 434457 434562 1 107 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

262968 Bacteria_16S 457576 457681 1 107 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 


strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
262968 Bacteria_16S 517093 517198 1 107 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
262968 Bacteria_16S 518659 518764 1 107 gi|265678706|ref|NR_029011.1| Photorhabdus 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Photorhabdus. 


262968 Bacteria_16S 549189 549294 1 107 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

262968 Bacteria_16S 555318 555423 1 107 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 


strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

262968 Bacteria_16S 556860 556965 1 107 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

262968 Bacteria_16S 563025 563130 1 107 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 


262968 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


262968 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


262968 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


262968 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


262968 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


262968 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


262968 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


262968 Bacteria_16S 
luminescens subsp. 

Photorhabdus luminescens subsp. 
Enterobacteriales; 
262968 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


262968 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


262968 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


262968 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


262968 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


597518 597623 1 107 
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265678375 

10033 

Enterobac 
265678371 


ammaproteobacteria; Alteromonadales; Shewanellac 
1108400 1108505 1 107 gi| 265678303 
ribosomal RNA, partial sequence 1107766 11092 
ctinobacteridae; Actinomycetales; Streptosporang 
1161373 1161478 1 107 gi| 228721225 
44233 16S ribosomal RNA, partial sequence 11607 
cteria; Actinobacteridae; Actinomycetales; 
1170484 1170589 1 107 gi|228719618 
osomal RNA, partial sequence 1169826 11712 


ales; Pseu 


224581438 
sequence 
Oce 


xX 


ref|NR_028959.1 


Thi 
ref 


obaca. 
NR_028938.1 


teriaceae; Morg 
ref |NR_028930.1 
2 639478 Steno 
anthomonadaceae 
ref|NR_028927.1 
musa ovata Bacte 


ref|NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref|NR_028870.1 
al sequence 


ref 
ial 


NR_028869.1 
sequence 


eae; Actinosynne 
ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref |NR_028673.1 


Shewanella 
NR_028605.1 
07 Microbispora 
ineae; Streptos 


eae; 
ref 


Pp 


ref|NR_027604.1 
39 1162206 Nakamu 
; Frankineae; Na 
ref |NR_027583.1 
94 Thermobispora 
donocardineae; P 
ref|NR_027220.1 

1210750 121215 
anospirillales; 


224581437 


ribosomal RNA, partial sequence 


t 
7 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Morganella morganii 


2 Morganella morganii Bacteria; 
a 


nella. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Sporomusa ovata strain 
ria; Firmicutes; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 
osarcina cetonica 

eae; Desulfosarcina. 
Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_028797.1| Selenomonas infelix 
9 828732 Selenomonas infelix Bacteria; 
as. 
ref|NR_028796.1| Selenomonas noxia 
3 830273 Selenomonas noxia Bacteria; 
as. 
ref|NR_028788.1| Marinospirillum 
1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
ref|NR_028780.1] Desulforegula 

852834 854357 Desulforegula 
fobacterales; Desulfobacteraceae; 
ref|NR_028763.1| Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Shewanella algae 


53 Shewanella algae Bacteria; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Halomonas 
8 Halomonas 
Halomonadaceae; 


ref|NR_027219.1 


Halomonas axialensis 


1212209 1213646 Halomonas axialensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


262968 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; 


strain Esulfidel 
Proteobacteria; 


magneticus strain 
Bacteria; Proteob 


262968 Bacteria_16S 


strain B-10-31 16 


Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
262968 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenor 
262968 Bacteria_16S 1524438 1524543 1 107 gi|219857527|ref|NR_025115.1 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Seleno 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
262968 Bacteria_16S 1575694 1575799 1 107 gi| 219856867 |ref|NR_024686.1 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
262968 Bacteria_16S 1608016 1608121 1 107 gi|219878471|ref|NR_025610.1 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 160881 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Sh 
Shewanella. 

262968 Bacteria_16S 1642749 1642854 1 107 gi| 219878448 |ref|NR_025587.1 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 16435 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
262968 Bacteria_16S 1644310 16444151 107 gi| 219878447 |ref|NR_025586.1 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 16451 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
262968 Bacteria_16S 1654940 1655045 1 107 gi|219878438|ref|NR_025577.1 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 16557 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomon 
262968 Bacteria_16S 1693077 1693182 1 107 gi|219878412|ref|NR_025551.1 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 169391 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Des 
262968 Bacteria_16S 1755683 1755788 1 107 gi| 219878369 |ref|NR_025508.1 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 17565 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
262968 Bacteria_16S 1784250 1784355 1 107 gi| 219878347 |ref|NR_025486.1 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomo 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
262968 Bacteria_16S 1787294 1787399 1 107 gi| 219878344 |ref|NR_025483.1 
neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 1786631 178798 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothio 
Halorhodospira. 

262968 Bacteria_16S 1846883 1846988 1 107 gi|219878304|ref|NR_025443.1 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 184771 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; S 
Shewanella. 

262968 Bacteria_16S 1881874 1881979 1 107 gi|219878278|ref|NR_025417.1 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 18827 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

262968 Bacteria_16S 1885030 1885135 1 107 gi|219878276|ref|NR_025415.1 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

262968 Bacteria_16S 1997682 1997787 1 107 gi| 219878197 |ref|NR_025336.1 
strain DSM 30118 16S ribosomal RNA, partial sequence 1997016 19985 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Prote 
262968 Bacteria_16S 2002291 2002396 1 107 gi|219878194|ref|NR_025333.1 
strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Lemin 
262968 Bacteria_16S 2003823 2003928 1 107 gi| 219878193 |ref|NR_025332.1 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvi 
262968 Bacteria_16S 2024888 2024993 1 107 gi|219878179|ref|NR_025318.1 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 
262968 Bacteria_16S 2029424 2029529 1 107 gi|219878176|ref|NR_025315.1 


strain DSM 169 16 


G 
262968 Bacteria_16S 


G 
262968 Bacteria_16S 


1214353 1214458 1 107 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1215833 1215938 1 107 gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1368669 1368774 1 107 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1412202 1412307 1 107 gi 
S ribosomal RNA, partial sequence 


1459430 1459535 1 107 
ribosomal RNA, partial sequence 


gi 


S ribosomal RNA, partial sequence 


224581436 
1213697 12151 
Halomonad 
224581404 
16S ribosomal RNA, partial sequence 1215201 12166 
Halomonad 
228718692 
ence 13679 
ibrionales 
224581450 
1411537 14130 
seudoalter 
224581413 
1458766 14602 


ref |NR_027218.1 


acea 
ref 


e; Halomonas 
NR_027185.1 


aceae; Halomona 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref |NR_027234.1 


omon 
ref 


adaceae; Alg 
NR_027194.1 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Selenomonas sputigena 
monas sputigena 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Shewanella 

2 Shewanella 

ewanellaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Desulfosporosinus 

7 Desulfosporosinus 

ulfosporosinus. 

Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Halomonas muralis 
nas muralis Bacteria; 
Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Shewanella 
2 Shewanella 


hewanellaceae; 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Isochromatium buderi 
buderi Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 


Chromatium okenii 


2028754 2030144 Chromatium okenii Bacteria; 


262968 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


262968 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; 


strain T9 16S rib 
Proteobacteria; G 


262968 Bacteria_16S 


strain 63 16S rib 
Proteobacteria; G 


262968 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


262968 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


262968 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


262968 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


262968 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


262968 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


262968 Bacteria_16S 


aerophilum strain 
Bacteria; Proteob 


262968 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


262968 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


262968 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


strain SR12 16S r 
Firmicutes; Clost 


mediterranea stra 
mediterranea MMB- 


262968 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


strain JCM 3151 1 


Microbispora. 


262968 Bacteria_16S 
TT 00-51 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
eae; 
262968 Bacteria_16S 
in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
eae; Microtetraspora. 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


G 
262968 Bacteria_16S 


tes; 
262968 Bacteria_16S 


ridia; 
262968 Bacteria_16S 
in MMB1 16S ribosomal RNA, 


n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 
262968 Bacteria_16S 


2043154 2043259 1 107 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2 


2044731 2044836 1 107 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
2086174 2086279 1 107 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2092173 2092278 1 107 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2093724 2093829 1 107 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2 


2163318 2163423 1 107 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2219459 2219564 1 107 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


ti 
ac 


2234615 22347201 107 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


s 


2319862 2319967 1 107 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


s 
te 


2415490 2415595 1 107 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


ue 
a; 


2468606 2468711 1 107 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2471591 2471696 1 107 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2501585 2501690 1 107 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2548061 2548166 1 107 gi 
10 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Peptoc 
2558775 2558880 1 107 gi 
ibosomal RNA, partial sequence 
Clostridiales; 
2586377 2586482 1 


ce 
ha 


al 


io 


oc 


Eubacteriaceae; Eu 
107 gi 
complete se 
Gammaprote 


107 gi 


qu 


1 Bacteria; Proteobacteria; ob 


2606413 2606518 1 
nc 
Desulfovib 
2670264 2670369 1 107 gi 


Strept 


2692797 2692902 1 107 gi 


qu 


Planotetraspora. 


2751140 2751245 1 107 gi 


qu 


, 


262968 Bacteria _1 


toyohensis strain ToBE 16S ribosomal RNA, partial sequence 
Firmicutes; 


TOBE Bacteria; 


qu 
ct 


an 


ia; 


Actin 


19878166 
ence 
eria; 


19878165 


20 
thomo 


wanel 


quence 
ria; 


219857626 
eq 
te 


uence 
ria; 


219857586 
al seque 
P 


teria; 


219857576 


equence 


v 


219857516 


equence 
ria; 


219857450 


nce 


219857404 
24679 
Pis 
219857402 
24709 
Ecto 
219857381 
25009 
nellacea 
219857345 
25473 


les; 


es; 


caceae; 


219857338 
2558106 25596 
bacteriu 
219857277 


ence 
acteria; 


219857264 
26057 
rionales; 
219857210 
6S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


e 


219857193 


ence 
inomy: 


219857152 


ence 


6S 2755663 2755768 1 107 gi 


Clostridia; Thermoanaerobacter 


219857149 


27549 
ales; 


Xa 


440 
nad 
219878132 
2085504 20 
Alcani 
219878128 
2091488 20 
he 


870 
vor 


930 
lac 

219878126 
se 


te Xan 


Des 


Pseudo: 


Xan 


Desulfo 


osporang 


cet 


omy 


Thermoanaerobacteraceae; 


ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


ref |NR_025304.1| Luteimonas mephitis 

53 2045572 Luteimonas mephitis Bacteria; 

aceae; Luteimonas. 

ref|NR_025271.1| Alcanivorax jadensis 

02 Alcanivorax jadensis Bacteria; 

acaceae; Alcanivorax. 

ref|NR_025267.1| Shewanella baltica 

18 Shewanella baltica Bacteria; 

eae; Shewanella. 

ref|NR_025265.1 
2093069 209454 

thomonadales; Xa 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_025215.1 
162629 216416 


ulfovibrionales; 


ND 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


ref 
nce 
seud 


NR_025174.1 
221879 
omonadales; 


Pseudomonas 
7 Pseudomonas 


mona: omonadaceae; 


ref|NR_025104.1 
2319172 23207 
thomonadales; X 


Stenotrophomonas 
3 Stenotrophomonas 
nthomonadaceae; 


ref|NR_025038.1 
2414827 241631 
vibrionales; Des 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Thioalkalivibrio 
kalivibrio versutus 

ae; Thioalkalivibrio. 
Legionella waltersii 
ella waltersii Bacteria; 


ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref|NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinus. 
ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 
m. 
ref |NR_024908.1 
2585691 258722 
Oceanospirillal 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024838.1 
87 Microbispora 
ineae; Streptos 


, 


Desulfosporosinus 
osporosinus meridiei 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Microbispora mesophila 
mesophila Bacteria; 
porangiaceae; 


ref|/NR_024821.1 
2692168 269363 
ales; Streptospo 


Planotetraspora 
9 Planotetraspora 
rangineae; 


, 


ref|NR_024780.1 
2750506 275194 
cetales; Strepto 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


ref|NR_024777.1| Thermanaeromonas 
90 2756495 Thermanaeromonas toyohensis 
Thermanaeromonas. 


262968 Bacteria_16S 
strain IFO 12702 


262968 Bacteria_16S 
strain ATCC 19374 
Bacteria; 
262968 Bacteria_16S 
minutulum strain 


262968 Bacteria_16S 
jannaschii strain 


Marinobacterium. 
262968 Bacteria_16S 


brevicatena strain YU 720-21 16S ribosomal RNA, partial 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
262968 Bacteria_16S 
caldus strain KU 
Proteobacteria; 

262968 Bacteria_16S 


strain lacT 16S ribosomal RNA, partial sequence 


Proteobacteria; 
262968 Bacteria_16S 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial 
sulfodismutans Bacteria; 


Desulfovibrio. 
262968 Bacteria_16S 
antarctica strain 
antarctica Bacteria; 
Psychromonas. 
262968 Bacteria_16S 
pedioforme strain 
pedioforme Bacteria; 
262968 Bacteria_16S 
thiophila strain 
Bacteria; 
262968 Bacteria_16S 
strain CE2203 16S 
Proteobacteria; 
262968 Bacteria_16S 
strain DG-1 16S r 
Firmicutes; 
262968 Bacteria_16S 
strain DSM 43311 


Microtetraspora. 
262968 Bacteria_16S 
strain DSM 3662 1 
Firmicutes; 
262968 Bacteria_16S 
fimetarium strain 
fimetarium Bacteria; 
262968 Bacteria_16S 
strain LMG 708 16 
Proteobacteria; 
262968 Bacteria_16S 


pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Halomonas. 
262968 Bacteria_16S 


strain FB2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


262968 Bacteria_16S 


claviforme strain DSM 44127 16S ribosomal RNA, partial 
claviforme Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
262968 Bacteria_16S 


cellobioparum strain DSM 1351 16S ribosomal RNA, partia 
cellobioparum Bacteria; 


262968 Bacteria_16S 


strain Dfr2 16S ribosomal RNA, partial sequence 


star-1 


DSM 38 


NZ27 16 
Proteobacteria; 


Clostridia; 


2826463 2826568 1 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2852559 2852664 1 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


2927679 2927784 1 


ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


2933683 2933788 1 


IFO 15466 16S ribosomal RNA, partial 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; 


2944248 2944353 1 


2997442 2997547 1 


16S ribosomal RNA, partial sequence 2996783 29982 
Gammaproteobacteria; Acidithiobacillale 


3042995 3043100 1 


Deltaproteobacteria; Desulfovibrionales; 


3050555 3050660 1 
Proteobacteria; 


3116796 3116901 1 


3149833 3149938 1 


3160658 3160763 1 
S ribosomal RNA, 


3172715 3172820 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


3203166 32032711 


ibosomal RNA, partial sequence 
Clostridia; 


3251508 3251613 1 


16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3274175 3274280 1 


6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


Clostridiales; 
3277203 3277308 1 


DSM 8238 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
3292388 3292491 3 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


3319810 3319915 1 


3353252 3353357 1 


3368632 3368737 1 


Streptosporangium. 
3594358 3594463 1 


Firmicutes; 
3630645 3630750 1 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Deltaproteobacteria; Desulfuromonadales 


Clostridiales; Veillonellaceae; 


Clostridia; 


107 gi| 219856906 
Frankineae; 
gi| 219856889 
28518 
4 
219856838 
sequence 
Oceanosp 
219856834 
sequence 


107 


107 gi 


107 gi 


107 219856827 
sequence 


Actinomyc 


gi 


107 gi|219846925 
s; Acidith 
gi|219846894 
3042319 30437 
Desulfov 
219846888 
sequence 
Deltaproteobacteria; Des 


107 


107 gi 


107 gi|219846844 


107 gi|219846822 
Chromat 
219846815 


31599 


107 gi 
partial sequence 
107 gi| 219846806 
3172065 31735 


pay) gi| 219846786 
3202501 32039 
Sporomusa. 

107 gi| 219846753 


Streptosporang 


107 gi| 219846738 
Eubacteriu 


107 gi| 219846736 
Clostridiales; Eubac 
107 gi|219846726 
3291719 32932 
107 


gi|219846706 


Oc 
107 gi| 219846682 
3352589 33540 
Halomonad 
219846671 
sequence 

Actinomyce 


107 gi 


107 219846512 
1 sequence 


Clostridiales; Cl 


gi 


Sporic 


Alteromonadales; 


Alteromonadales; 


ref|NR_024727.1 
hthyaceae; S 
ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref|NR_024653.1 

2933018 293448 
Altero: 


ref |NR_024646.1 
2943614 294507 
etales; Frankine 


ref|NR_026517.1 


ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026480.1 
6 
ulfovibrionales; 
ref |NR_026436.1 
116131 311762 
Psychr 


ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref |NR_026398.1 


Thiorhodococcus 
ref |NR_026378.1 


ref |NR_026345.1 


ineae; Streptosp 


ref |NR_026330.1 
m. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026318.1 


aceae; Xanthomon 
NR_026298.1 
3319157 332063 
eanospirillales; 
ref |NR_026274.1 
aceae; Halomonas 
ref|NR_026263.1 

3368004 336944 
tales; Streptosp 


ref|NR_026104.1 
3593717 359520 
ostridiaceae; Cl 


107 gi| 219846485 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Pseudomonas geniculata 
monas geniculata 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Marinobacterium 
0 Marinobacterium 
monadaceae; 


Sporichthya 
9 Sporichthya 


ae; Sporichthyaceae; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Desulfovibrio 
7 Desulfovibrio 

Desulfovibrionaceae; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Halomonas 

3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Clostridium 
3 Clostridium 
ostridium. 


ref|NR_026077.1 


Geobacter pelophilus 


3629961 3631435 Geobacter pelophilus Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 


262968 Bacteria_16S 
ain ICP1 16S ribosomal RNA, partial se 
Gammaproteobact 


frigidimarina str 
frigidimarina Bac 


262968 Bacteria_16S 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


262968 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


262968 Bacteria_16S 


strain T/457 16S 


Actinobacteria; Actinobacte 


Microtetraspora. 


262968 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


262968 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


262968 Bacteria_16S 


strain IFO 15474 


3659646 3659751 1 107 gi 


teria; Proteobacteria; 


3734847 3734952 1 107 gi 


eae; Microbispora. 


3740697 3740802 1 107 gi 


3742161 3742266 1 107 
ribosomal RNA, partial sequence 
ridae; Actinomycetales; 


gi 


3772139 37722441 
train H2 1 
acteria; P 


107 gi 


roteobacteria; 


3886122 3886227 1 107 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; 
3901428 3901533 1 


107 gi 


Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


6S ribosomal RNA, partial se 
Deltaproteoba 


Deltaproteoba 


219846465 
quence 
eria; Alte 
219846411 
quence 
e; 


219846407 
ce 37400 
ales; Stre 


219846406 


3741557 37429 
Stre 


ptosporang 
219846383 
quence 


cteria; De 


219846305 
sequence 


cteria; De 


219846294 


16S ribosomal RNA, partial sequence 3900794 39022 


romo 
ref 


ref 
ptos 

ref 
inea 

ref 


sulf 


ref 


3658961 36604 


3734241 37356 
Actinomycet 


91 3741506 Micro 


3771473 37728 


68 Herbidospora 


NR_026057.1 
6 
nadales; She 
NR_026002.1 
5 
ales; Strept 
NR_025998.1 

t 
porangineae; 


NR_025997.1 


e; Streptosp 
NR_025974.1 
9 


uromonadale 
NR_025895.1 
7 


uromonadale 


NR_025884.1 


s: 


s: 


Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 
Microbispora rosea 
5 Microbispora rosea 
osporangineae; 


Microtetraspora 
etraspora niveoalba 


Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Geobacter 
0 Geobacter 
; Geobacteraceae; 
Geobacter 
3 Geobacter 
; Geobacteraceae; 


Herbidospora cretacea 


cretacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

262968 Bacteria_16S 3913572 3913677 1 107 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

262968 Bacteria_16S 4064721 4064826 1 107 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

262968 Bacteria_16S 4113064 4113169 1 107 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

262968 Bacteria_16S 483350 483457 1 109 gi|265678729|ref|NR_029034.1| Dethiosulfovibrio 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
262968 Bacteria_16S 676569 676676 1 109 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

262968 Bacteria_16S 1172006 1172113 1 109 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 

262968 Bacteria_16S 1385299 1385404 1 107 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

262968 Bacteria_16S 2231553 2231660 1 109 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

262968 Bacteria_16S 2351445 2351552 1 109 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

262968 Bacteria_16S 368281 368386 1 107 gi| 265678809 |ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 374257 374362 1 107 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

262968 Bacteria_16S 403438 403543 1 107 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 409594 409699 1 107 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae 


Streptomyces. 


’ 


262968 Bacteria_16S 435998 436103 1 107 gi| 265678764 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 


ref|NR_029069.1| Kitasatospora 
435340 436871 Kitasatospora 


putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Kitasatospora. 
262968 Bacteria_16S 553765 553870 1 107 gi| 265678683 


ref|NR_028988.1| Streptomyces 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
262968 Bacteria_16S 600431 600536 1 107 gi| 265678652 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 


ref|NR_028957.1| Streptomyces 
599812 601293 Streptomyces 


cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
262968 Bacteria_16S 786588 786693 1 107 gi| 265678521 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 


ref|NR_028825.1| Streptomyces 
785920 787418 Streptomyces 


beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
262968 Bacteria_16S 876273 876378 1 107 gi| 265678461 
scopiformis strain A25 16S ribosomal RNA, partial sequence 87568 


ref|NR_028764.1| Streptomyces 
6 877087 Streptomyces scopiformis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 


Streptomyces. 
262968 Bacteria_16S 1011553 1011658 1 107 gi| 265678370 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 10123 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


262968 Bacteria_16S 1085646 1085751 1 107 gi| 265678319 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 


ref|NR_028672.1| Shewanella amazonensis 
50 Shewanella amazonensis Bacteria; 


ref|NR_028621.1| Streptomyces tauricus 
81 Streptomyces tauricus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 


262968 Bacteria_16S 1289626 1289728 4 107 gi|219846501 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 12904 


ref|NR_026093.1| Atopobium parvulum 
02 Atopobium parvulum Bacteria; 


Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 


262968 Bacteria_16S 1307703 1307808 1 107 gi| 228721493 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribos 


ref|NR_027616.1| Streptomyces 
omal RNA, partial sequence 1307063 


1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 


262968 Bacteria_16S 1425951 1426056 1 107 gi|224581441 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 


ref|NR_027223.1| Streptomyces 
e 1425302 1426811 Streptomyces 


violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
262968 Bacteria_16S 1427516 1427621 1 107 gi| 224581440 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Streptomyces. 
262968 Bacteria_16S 1474552 1474657 1 107 gi| 219878476 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; Streptomyces. 
262968 Bacteria_16S 1488385 1488490 1 107 gi| 219857134 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequen 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actino 
Streptomycetaceae; Streptomyces. 
262968 Bacteria_16S 1556195 1556300 1 107 gi| 219846194 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Kitasatospora. 
262968 Bacteria_16S 1559183 1559288 1 107 gi|219846192 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Kitasatospora. 
262968 Bacteria_16S 1589479 1589584 1 107 gi| 219878485 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
262968 Bacteria_16S 1591027 1591132 1 107 gi| 219878484 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; Streptomyces. 
262968 Bacteria_16S 1592575 1592680 1 107 gi| 219878483 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobact 
Streptomycineae; Streptomycetaceae; Streptomyces. 
262968 Bacteria_16S 1594121 15942261 107 gi| 219878482 


ref|NR_027222.1| Streptomyces 
1426862 1428376 Streptomyces 
tales; Streptomycineae; 


ref|NR_025615.1| Streptomyces albus 
1473916 1475414 Streptomyces albus 
cetales; Streptomycineae; 


ref|NR_024762.1| Streptomyces rimosus 
ce 1487741 1489225 Streptomyces rimosus 
mycetales; Streptomycineae; 


ref|NR_025784.1| Kitasatospora 
1555586 1557031 Kitasatospora 
tales; Streptomycineae; 


ref|NR_025782.1| Kitasatospora 
1558576 1560004 Kitasatospora 
tales; Streptomycineae; 


ref|NR_025624.1] Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025623.1| Streptomyces 

1590391 1591888 Streptomyces 
cetales; Streptomycineae; 


ref|NR_025622.1| Streptomyces rimosus 
sequence 1591939 1593434 Streptomyces 
eridae; Actinomycetales; 


chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequ 


ref|NR_025621.1| Streptomyces 
ence 1593485 1594981 Streptomyces 


chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 


262968 Bacteria_ 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 


262968 Bacteria_ 
strain DSM 43049 


Actinobacteria; Actinobacteridae; Actinomycetales; 


262968 Bacteria_ 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


262968 Bacteria_ 
strain DSM 40597 


262968 Bacteria_ 


purpurogeneiscler 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


Streptomycineae; 
262968 Bacteria_ 


strain ISP 5293 1 


262968 Bacteria_ 


roseoviolaceus st 


16S 1595668 1595773 1 107 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 
16S 1597216 15973211 107 gi|2 
16S ribosomal RNA, partial sequence 1596 
Stre 
16S 1598764 1598869 1 107 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
; Streptomyces. 

16S 1600312 1600417 1 


2 
1 
; 


2 


107 2 


gi 
Stre 
16S 1601860 1601965 1 107 gi 
oticus strain DSM 43156 16S ribosomal 


2 


Streptomycetaceae; Streptomyces. 


16S 1772144 1772249 1 107 2 


gi 
Stre 
16S 1773642 1773747 1 107 gi 
rain ISP 5277 16S ribosomal RNA, parti 


pt 


Pp 
te 


16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; pt 


RN. 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; pt 
219878354 
al 


19878481 
sequence 
Actinomy 


ref|NR_025620. 


cetales; 


19878480 
580 15980 
omycinea 


ref|NR_025619. 
77 Streptomyces 
e; Streptomy 
19878479|ref|NR_025618. 
artial sequence 15 
ridae; Actinomycetales; 
19878478|ref|NR_025617. 
73 Streptomyces 
e; Streptomy 
ref|NR_025616. 
al sequence 


v 


omycinea 
19878477 
A, parti 


19878355|ref|NR_025494. 
83 Streptomyces 
e; S 
ref 


omycinea 
NR_025493. 
sequenc 


1595032 15965 
Strept 


cet 


981 


cet 


treptomyceta 


e 1773034 177448 


Streptomyces 
9 Streptomyces 
mycineae; 


2 
fo} 


Streptomyces niger 

niger Bacteria; 

aceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


2 


Streptomyces violens 
violens Bacteria; 
aceae; Streptomyces. 
Streptomyces 

1601224 1602721 


Actinobacteridae; Actinomycetales; 


Streptomyces arenae 

arenae Bacteria; 

ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 


1 


roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 1775139 1775244 1 107 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 2054091 2054196 1 107 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 2055560 2055665 1 107 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 2057071 2057176 1 107 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 2058610 2058715 1 107 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 2110473 2110578 1 107 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
262968 Bacteria_16S 2167939 2168044 1 107 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
262968 Bacteria_16S 2246702 2246807 1 107 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 2257467 2257572 1 107 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 2260591 2260696 1 107 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 


thermospinosispor 
Streptomycetaceae 
262968 Bacteria_16S 
yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 
262968 Bacteria_16S 


albus strain JL 8 


Bacteria; Actinob 


Streptacidiphilus 


262968 Bacteria_16S 


us Bacteria; Actinobacteria; Actinobac 


; Streptomyces. 


te 


ridae; Actinomycetales; 


2518241 2518346 1 107 gi|219857365|ref|NR_024953.1 
in CN 732 16S ribosomal RNA, partial sequence 2517611 25190 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
; Streptomyces. 

2552510 2552615 1 107 gi| 219857342 |ref|NR_024930.1 
3 16S ribosomal RNA, complete sequence 2551853 2553362 Strep 
acteria; Actinobacteridae; Actinomycetales; Streptomycineae; St 

2554071 2554176 1 107 gi|219857341|ref|NR_024929.1 


Streptomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


9 
oO 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


t 
a 


Streptacidiphilus 


carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 


262968 Bacteria_16S 


strain SMCC W459 
Firmicutes; 


2598755 2598860 1 107 


gi 


Clostridiales; 
2772244 2772349 1 


Peptococcaceae; 
107 gi 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
262968 Bacteria_16S 
strain JCM 9920 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
262968 Bacteria_16S 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
262968 Bacteria_ 


Streptomyces. 
2773779 2773884 1 107 gi 
6S ribosomal RNA, partial sequence 27 


2775317 2775422 1 107 gi 


16S 2776854 2776959 1 107 gi 


albofaciens strain JCM 4342 16S ribosomal RNA, partial 


albofaciens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
262968 Bacteria_ 
kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae; 
262968 Bacteria_ 
strain IMC S-0802 
Actinobacteria; Actinobacteridae; Actinomycetales; 
262968 Bacteria_ 


cineracea strain 


cineracea Bacteri 
Streptomycetaceae; 
262968 Bacteria_ 
macrosporus strai 
Macrosporus Bacte 
Streptomycetaceae; 
262968 Bacteria_ 


Streptomyces. 


16S 2831036 28311411 107 gi 


Streptomyces. 
16S 2832574 2832679 1 107 gi 
16S ribosomal RNA, partial sequence 


16S 2843213 2843318 1 
SK-3255 16S ribosomal RNA, 


107 gi 


Kitasatospora. 


16S 2977615 2977720 1 107 gi 


Streptomyces. 


16S 2979147 2979252 1 107 gi 


thermolineatus strain A1484 16S ribosomal RNA, partial 


thermolineatus Ba 
Streptomycetaceae; 
262968 Bacteria_ 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae; 
262968 Bacteria_ 
strain ATCC 25470 
Actinobacteria; Actinobacteridae; Actinomycetales; 
262968 Bacteria_ 
griseocarneus strain DSM 40004 16S ribosomal RNA, 
griseocarneus Bac 
Streptomycetaceae; 
262968 Bacteria_ 
subrutilus strain 


Streptomyces. 


16S 2980682 2980787 1 107 


gi 


Streptomyces. 

16S 3104738 3104843 1 107 gi 
16S ribosomal RNA, partial sequence 
16S 


3236463 3236568 1 107 


gi 


Streptomyces. 
16S 3448094 3448199 1 107 
DSM 40445 16S ribosomal RNA, 


gi 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
262968 Bacteria_ 


strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 


262968 Bacteria_ 


strain DSM 40089 


Streptomyces. 
16S 3449661 3449766 1 
16S ribosomal RNA, 


107 gi 
complete sequence 


16S 3484640 3484745 1 107 gi 


JCM 4526 16S ribosomal RNA, partial s 


n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


cteria; Actinobacteria; Actinobacteridae; 


teria; Actinobacteria; Actinobacteridae; 


complete 


acteria; Actinobacteridae; Actinomycetales; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


262968 Bacteria_16S 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial 


3486207 3486312 1 


107 


Streptomycineae; 


gi 


bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


mashuensis strain 


Streptomyces. 
262968 Bacteria_16S 
DSM 40221 16S ribosomal RNA, partial 


3490836 3490941 1 


107 


gi 


mashuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


Streptomyces. 
262968 Bacteria_16S 


3638192 3638297 1 


107 


gi 


219857269 


16S ribosomal RNA, partial sequence 2598095 25994 
Clostridia; 
262968 Bacteria_16S 
venezuelae strain 


219857136 
equence 


219857135 
73134 27 


219857133 


219857132 
sequence 


219856903 
equence 


219856902 


219856895 


complete sequence 
a; Actinobacteria; Actinobacteridae; Act 


219846938 


n A1201 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


219846937 
sequence 


rain R10 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


219846763 


complete sequence 3235806 32373 
Actinomycetales; 


219846611 
sequence 


219846610 


219846586 


16S ribosomal RNA, partial sequence 3483983 34854 


219846585 
sequence 


219846582 
sequence 


219846480 


thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 


thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


Streptomycineae; 


Desulfotomaculum. 


746 
Streptomycineae; 


761 


Streptomycineae; 


Actinomycetales; 


Actinomyc 


28319 
Streptomycineae; 


inomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetale 


34490 
Streptomycineae; 


ref|NR_024900.1 
55 Desulfotomacu 


ref|NR_024764.1 


Ss; 


ref|NR_024763.1 


ref |NR_024761.1 


ref |NR_024760.1 
2776208 277769 


NR_024724.1 
7 
es; 


ref |NR_024723.1 


ref|NR_024714.1 
2842551 284406 
Streptomyc 


ref|NR_026530.1 
2976976 297845 


ref |NR_026529.1 
2978510 297999 


ref |NR_026355.1 
2 


Strept 


ref|NR_026203.1 
3447437 344895 
s; Streptomy 


ref|NR_026202.1 
03 3450520 Strept 
Str 


ref |NR_026178.1 


2771601 277308 
Actinomycetale 


Streptomycetaceae; 


Desulfotomaculum putei 
lum putei Bacteria; 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Streptomyces peucetius 


19 Streptomyces peucetius Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Streptomyces platensis 


57 Streptomyces platensis Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 


28 2833415 Streptomyces albulus Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Kitasatospora 

5 Kitasatospora 
ineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


219846936|ref|NR_026528.1| Streptomyces 
2980041 2981526 Streptomyces 
Actinomycetales; Streptomycineae; 
219846852|ref|NR_026444.1| Streptomyces lydicus 
3104098 3105578 Streptomyces lydicus Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 


Streptomyces 
0 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Streptomyces galbus 


99 Streptomyces 


galbus Bacteria; 


Actinomycetales; 


Actinomycetale 


Streptomyceta 
ref|NR_026177.1 

3485550 348706 
Streptom 


ref|NR_026174.1 
3490176 349169 
s; Streptomy 


ref|NR_026072.1 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 
ycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


3637554 363905 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


262968 Bacteria_16S 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
262968 Bacteria_16S 


3639744 3639849 1 


3641313 3641418 1 


107 


107 


gi 


gi 


219846479 


219846478 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
262968 Bacteria_16S 


3642838 3642943 1 


107 


gi 


219846477 


mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 


mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
262968 Bacteria_16S 


strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


262968 Bacteria_16S 


3644370 3644475 1 


3837237 3837342 1 


107 


107 


strain 62 16S ribosomal RNA, partial sequence 


262968 Bacteria_16S 
strain ATCC 19812 


262968 Bacteria_16S 
strain ATCC 25495 


Streptomyces. 
262968 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, complete 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
262968 Bacteria_16S 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
262968 Bacteria_16S 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
262968 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
262968 Bacteria_16S 
strain RL-34 16S 


262968 Bacteria_16S 


strain CPJVR-H 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
262968 Bacteria_16S 4201689 4201794 1 107 gi|219846074|ref|NR_025664.1 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 420108 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 4203187 4203292 1 107 gi|219846073|ref|NR_025663.1 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces 


Actinobacteria; Actinobacteridae; Actinomycetales; 


262968 Bacteria_16S 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, 


3919454 3919559 1 


3921035 39211401 


3922616 39227211 


3924196 39243011 


3925777 3925882 1 


3927357 3927462 1 


3928938 3929043 1 


4126721 4126826 1 


4204735 4204840 1 


107 


107 


107 


107 


107 


107 


gi 


3643713 3645193 Kitasatospora 


219846476 


Actinomycetales; 


Actinomycetales; 


ref|NR_026071.1 


ref |NR_026070.1 


ref|NR_026069.1 
3642181 364366 


ref|NR_026068.1 


Streptomyces 


3639104 3640605 Streptomyces 
Actinomycetales; 


Streptomycineae; 


Kitasatospora 


3640656 3642130 Kitasatospora 
Streptomycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 


Streptomycineae; Streptomycetaceae; Kitasatospora. 


gi 


3836584 38380 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


gi 


complete sequence 
Streptomycinea 


gi 


complete sequence 


gi 


gi 


complete sequence 
Actinomycetales; 


gi 


gi 


complete 


107 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


107 


107 


gi 
39 


gi 
41 


gi 


219846337 


219846281 


219846280 


219846279 


219846278 


219846277 


219846276 


sequence 


219846275 


219846132 
26077 41275 


219846072 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
262968 Bacteria_16S 
strain SE-32A-C8 


262968 Bacteria_16S 


Streptomyces. 


3740 3845 al 


21791 21896 1 


107 


107 


strain 12B4 16S ribosomal RNA, partial sequence 


Firmicutes; 
262968 Bacteria_16S 


strain 961*00022/98 16S ribosomal RNA, partial sequence 
Actinobacteria; Coriobacteridae; 


262968 Bacteria_16S 


Clostridia; 


34083 34188 1 


79180 79285 1 


107 


Coriobacteriales; 


107 


gi 


16S ribosomal RNA, partial sequence 3080 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


gi 
21 


Clostridiales; Veillonellaceae; 


gi 


gi 


265679061 
4533 


265679049 
157 22626 
Propionis 
265679041 

33436 


Coriobacterineae; 


265679011 


anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


sequence 3921948 392347 
Actinomycetales; 


complete 


Actinomycetales; 


28271 3929800 Streptomyces 
Streptomycineae; Streptomyceta 


Actinomycetales; 


ref|NR_025927.1 


ref|NR_025871.1 


ref|NR_025870.1 


ref|NR_025869.1 


ref|NR_025868.1 
392352 


Strept 


ref|NR_025867.1 
sequence 392511 


ref|NR_025866.1 
3926691 392822 
Strepto 


ref|NR_025865.1 


ref|NR_025722.1 


ref|NR_025662.1 
4204078 420556 
Streptom 


ref |NR_029369.1 


ref|NR_029357.1 
Propionispira 
pira. 
ref |NR_029349.1 
34786 Atopob 
Coriobacteri 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
Halomonas. 


Streptomyces tendae 


3918787 3920316 Streptomyces tendae Bacteria; 
e; Streptomycetaceae; 


Streptomyces. 
Streptomyces sampsonii 


3920367 3921897 Streptomyces sampsonii 
Streptomycineae; Streptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Streptomyces africanus 


64 Streptomyces africanus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

2 4202529 Streptomyces 
eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 
ycineae; 


Legionella erythra 


Legionella erythra Bacteria; 


Propionispira arboris 
arboris Bacteria; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 


ref|NR_029319.1 
78587 79994 


Pseudomonas 
Pseudomonas 


262968 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


262968 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


262968 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


262968 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


262968 Bacteria_16S 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


262968 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


262968 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


262968 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


262968 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


262968 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


262968 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


262968 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


262968 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


262968 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


262968 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


262968 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


262968 Bacteria_16S 


strain MCRL 0044 
Actinobacteria; A 


262968 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


262968 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


262968 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


262968 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


262968 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


262968 Bacteria_16S 


112729 112834 1 107 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
114327 114432 1 107 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
141746 141851 1 107 gi 


gi 


ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 
143230 143335 1 107 gi 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
162966 163071 1 107 gi 
n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


167736 167841 1 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
169260 169365 1 107 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
170736 170841 1 107 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
172246 172351 1 107 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
173754 173859 1 107 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
175262 175367 1 107 


107 gi 


Vibri 
gi 


Vibri 
gi 


Vibri 
gi 


gi 


ammaproteobacteria; Vibrionales; Vibri 
176748 176853 1 107 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
184336 184441 1 107 gi 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
222848 222953 1 107 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
224351 224456 1 107 gi 


ridia; Clostridiales; 
257898 258003 1 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; 


265333 265438 1 107 


Peptococcaceae; 
107 gi 


Thermoa 
gi 


ctinobacteridae; Actinomycetales; Pseu 
341617 341722 1 107 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
362398 362503 1 107 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
437583 437688 1 107 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 

449819 449924 1 107 gi 
ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Saccharothrix. 

459028 459133 1 107 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


265678987 


112043 11359 


s; Syntrop 
265678986 


113641 11518 


s; Syntrop 
265678968 
equence 

eria; Desu 


265678967 


142594 14403 


; Desulfur 
265678954 
ence 16233 
ales; Micr 


265678951 


167046 168502 Vibri 


265678950 


168553 16998 


onaceae; V 


173054 174520 Vibri 


6S ribosomal RNA, partial sequence 174571 17599 


183663 185179 Clost 


16S ribosomal RNA, partial sequence 223682 22507 


complete sequence 257219 25873 


16S ribosomal RNA, partial sequence 264725 26613 


460507 460612 1 107 gi 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 


ref|NR_029295.1| Syntrophus gentianae 
0 Syntrophus gentianae Bacteria; 
haceae; Syntrophus. 
ref|NR_029294.1| Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 
haceae; Syntrophus. 
ref|NR_029276.1] Desulfuromusa 

141109 142543 Desulfuromusa 
1lfuromonadales; Desulfuromonadaceae; 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref |NR_029262.1 
4 163815 Brevib 
ococcineae; Brev 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Vibrio mimicus strain 
ia; Proteobacteria; 


ref 
Oo mi: 


NR_029259.1 
micus Bacter 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 

ibrio. 
NR_029257.1 


265678949 |ref Vibrio mediterranei 
170036 171505 Vibrio mediterranei Bacteria; 

onaceae; Vibrio. 

265678948 |ref|NR_029256.1| Vibrio gazogenes 
171556 173003 Vibrio gazogenes Bacteria; 

onaceae; Vibrio. 

265678947|ref|NR_029255.1| Vibrio fischeri strain 

o fischeri Bacteria; Proteobacteria; 
ELO» 
265678946|ref|NR_029254.1| Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


onaceae; Vibrio. 
265678945 |ref|NR_029253.1| Photobacterium 
e 176048 177513 Photobacterium leiognathi 
les; Vibrionaceae; Photobacterium. 
265678940|ref|NR_029248.1| Clostridium nexile DSM 
ridium nexile DSM 1787 Bacteria; 
Clostridium. 
265678914|ref|NR_029222.1| Vibrio campbellii 
222148 223631 Vibrio campbellii Bacteria; 
onaceae; Vibrio. 
265678913|ref|NR_029221.1| Peptococcus niger 
4 Peptococcus niger Bacteria; 
Peptococcus. 
265678890 |ref|NR_029198.1| Moorella glycerini 
1 Moorella glycerini Bacteria; 
naerobacteraceae; Moorella group; Moorella. 
265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
4 Kutzneria viridogrisea Bacteria; 
donocardineae; Pseudonocardiaceae; Kutzneria. 
265678830 |ref|NR_029135.1| Hydrogenovibrio 
ce 340936 342344 Hydrogenovibrio marinus 
hales; Piscirickettsiaceae; Hydrogenovibrio. 
265678813|ref|NR_029118.1| Desulfovibrio putealis 
361716 363213 Desulfovibrio putealis Bacteria; 
; Desulfovibrionaceae; Desulfovibrio. 
265678763 |ref|NR_029068.1| Amycolatopsis 
rtial sequence 436922 438427 Amycolatopsis 
e; Actinomycetales; Pseudonocardineae; 
265678755|ref|NR_029060.1| Saccharothrix 
al sequence 449186 450615 Saccharothrix 
e; Actinomycetales; Pseudonocardineae; 
265678745 |ref|NR_029050.1| Pseudomonas 
1 sequence 458401 459808 Pseudomonas 
ria; Pseudomonadales; Pseudomonadaceae; 
265678744 |ref|NR_029049.1| Amycolatopsis 


459859 461323 Amycolatopsis 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


262968 Bacteria_ 


strain DLE411J 1 
Proteobacteria; 


262968 Bacteria_ 


69 16S ribosomal 
Gammaproteobacte 


262968 Bacteria_ 


strain G-16.1 16 
Proteobacteria; 


262968 Bacteria_ 


benzenivorans st 
Bacteria; Actino 
Pseudonocardia. 


262968 Bacteria_ 


strain P 538/23 
Proteobacteria; 


262968 Bacteria_ 


ludipueritiae st 
ludipueritiae Ba 
Roseomonas. 


262968 Bacteria_ 


strain 520-20 16 
Proteobacteria; 


262968 Bacteria_ 
40M4T 16S ribosomal RNA, 


Gammaproteobacte 


262968 Bacteria_ 


strain L1-92 16S 
Firmicutes; 


Bacteria; 


Clost 
262968 Bacteria_ 
entanii strain LT 
Proteob 
262968 Bacteria_ 
frederiksbergensi 


16S 471125 471230 1 107 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
6S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
16S 486482 486587 1 107 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 491187 491292 1 107 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
S ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 523263 523368 1 107 gi|265678703|ref|NR_029008.1| Pseudonocardia 
rain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
bacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
16S 558404 558509 1 107 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
16S 561451 561556 1 107 gi| 265678678 |ref|NR_028983.1| Roseomonas 
rain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
cteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
16S 640205 640310 1 107 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
16S 644871 644976 1 107 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 658308 658413 1 107 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Anaerostipes. 
16S 667415 667520 1 107 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
H4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
16S 671974 672079 1 107 gi|265678601|ref|NR_028906.1| Pseudomonas 
s strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 


frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

262968 Bacteria_16S 678134 678239 1 107 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

262968 Bacteria_16S 679579 679684 1 107 gi|265678596|ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
262968 Bacteria_16S 709369 709474 1 107 gi| 265678576 |ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

262968 Bacteria_16S 785093 785198 1 107 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

262968 Bacteria_16S 797304 797409 1 107 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

262968 Bacteria_16S 812718 812823 1 107 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
262968 Bacteria_16S 815738 815843 1 107 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

262968 Bacteria_16S 821720 821825 1 107 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

262968 Bacteria_16S 838561 838666 1 107 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
262968 Bacteria_16S 859773 859878 1 107 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

262968 Bacteria_16S 861280 861385 1 107 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 


strain K24 16S ribosomal RNA, partial sequence 


860647 862130 Amycolatopsis sacchari Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


262968 Bacteria_ 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacte 
Gluconacetobacter. 


262968 Bacteria_ 
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262968 Bacteria_ 
strain Greoux 11 
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262968 Bacteria_ 


singaporensis str 
singaporensis Bac 


Desulforhopalus. 
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aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 
262968 Bacteria_16S 


pretiosum subsp. 


Actinomycetales; 


262968 Bacteria_16S 


strain CIP 104663 
Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain JB-A2 16S 
Proteobacteria; 


Proteob 


G 
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strain 4A 16S rib 
G 
262968 Bacteria_16S 
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Proteob 
262968 Bacteria_16S 


G 


16S 871924 872029 1 107 gi 


16S 880785 880890 1 107 gi 


16S 882288 882393 1 107 gi 
LM042 16S ribosomal RNA, partial seque 


16S 888425 888530 1 107 gi 


-1520 16S ribosomal RNA, partial seque 


265678464 
sequence 
ria; Rhodo 


265678458 

88012 
ales; Pseu 
265678456 
nce 88163 
ales; Micr 


265678452 
nce 88778 


ref 


ref 


ref 


ref 


spir 


dono 


0 883139 Catel 
omon 


3 889225 Sacch 


NR_028767.1 


871314 872760 
illales; Ace 


NR_028760.1 


9 881579 Lentze 
cardineae; Actinosynnemataceae; 


NR_028758.1 
1 
osporineae; 


NR_028754.1 


a 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Lentzea californiensis 
a californiensis 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Saccharopolyspora 
ropolyspora flava 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

16S 903733 903838 1 107 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
acteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

16S 906832 906937 1 107 gi|265678440|ref|NR_028742.1| Desulforhopalus 

ain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 

teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

912988 913093 1 107 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
train NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Lechevalieria. 

914546 914651 1 107 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 

Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
961003 961108 1 107 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

967214 967319 1 107 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
osomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

997964 998069 1 107 gi|265678379|ref|NR_028681.1| Thiomicrospira 
B-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1000996 1001101 1 107 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1007034 1007139 1 107 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 


262968 Bacteria_16S 


strain 1480D 16S 


ribosomal RNA, partial sequence 


1006359 10077 


63 Bacillus mucilaginosus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 1029784 1029889 1 107 gi|265678358|ref|NR_028660.1| Thiomicrospira 
thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
262968 Bacteria_16S 1048212 1048317 1 LOT gi| 265678346 |ref|NR_028648.1| Micromonospora eburnea 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 1049049 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

262968 Bacteria_16S 1051292 1051397 1 107 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

262968 Bacteria_16S 1079648 1079753 1 107 gi|265678323|ref|NR_028625.1| Acetobacter orientalis 
strain 21F-2 16S ribosomal RNA, partial sequence 1079018 1080418 Acetobacter orientalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

262968 Bacteria_16S 1088787 1088892 1 107 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

262968 Bacteria_16S 1090313 1090418 1 107 gi|265678316|ref|NR_028618.1]| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

262968 Bacteria_16S 1094818 1094923 1 107 gi|265678313|ref|NR_028615.1| Acetobacter peroxydans 
strain NBRC 13755 16S ribosomal RNA, partial sequence 1094243 1095577 Acetobacter peroxydans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

262968 Bacteria_16S 1096258 1096363 1 107 gi|265678312|ref|NR_028614.1| Acetobacter 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


1095628 1097070 Acetobacter 


262968 Bacteria_16S 


strain NRRL 15532 


Bacteria; Actinob 


Nonomuraea. 


262968 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
262968 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


262968 Bacteria_16S 
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G 
262968 Bacteria_16S 
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acteria; Actinobacteridae; Actinomycet 


, 


1153720 1153825 1 107 gi 
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ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


262968 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


262968 Bacteria_16S 
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1276019 1276124 1 107 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1298567 1298672 1 107 gi 
55 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


262968 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


262968 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


262968 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


262968 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


262968 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


262968 Bacteria_16S 
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Bacteria; Firmicu 


262968 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


262968 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


262968 Bacteria_16S 
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1301598 1301703 1 107 gi 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1304708 1304813 1 107 
ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1324616 13247211 107 gi 
7R1B strain 16S ribosomal RNA, partial 
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5 16S ribosomal RNA, partial sequence 
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irmicutes; Clostridia; Clostridiales; 
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tes; Clostridia; Clostridiales; Lachno 
1406178 1406283 1 107 gi 
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teria; Proteobacteria; Alphaproteobact 


gi 
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ammaproteobacteria; Pseudomonadales; P 
1439887 1439992 1 107 gi 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


262968 Bacteria_16S 
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Micromonosporacea 
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262968 Bacteria_16S 
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1494395 1494500 1 107 gi 


gi 


caeruleus strain DSM 44103 16S ribosomal 


1106850 1106955 1 107 gi|265678304|ref|NR_028606.1 

16S ribosomal RNA, partial sequence 1106217 1107715 Nonomu 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
1116020 11161251 107 gi| 265678298 |ref|NR_028599.1 


1115364 11168 


osporiinea 
253680768 
ce 11319 
ales; Micr 
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6S ribosomal RNA, partial sequence 1153118 11545 
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219857484 
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donocardin 
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oc 
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nellaceae; 
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Peptococca 
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219857506 
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RNA, pa 
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e; Kineosporiace 
ref|NR_028016.1 
55 1133449 Brevib 
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ref |NR_028002.1 
hotobacterium. 

ref |NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref |NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref |NR_026231.1 


naerobacterales 


ref |NR_026051.1 


naerobacterales 
ref |NR_025279.1 

1323941 132544 
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ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027557.1 


Roseburia. 
ref|NR_024771.1 

1405568 140698 
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1451367 145284 
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e; Kushneri 
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1 sequence 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Brevibacterium 

acterium sanguinis 

ibacteriaceae; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 

Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 
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8 Caldicellulosiruptor 
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ter invisus DSM 15470 


Desulfitobacterium 
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Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Micromonospora 

3 Micromonospora 

osporineae; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
a. 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


262968 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


262968 Bacteria_16S 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 


Micromonosporineae; Micromonosporaceae 
1519806 15199111 107 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1532015 15321201 107 gi 


; Couchiop 
219857617 


1519166 15206 
espellia. 


H 
219857427 


lane 
ref 


Ss. 
NR_025206.1 


ref 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


NR_025015.1 
153135 


Micromonospora 
9 1532864 Micromonospora 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Micromonospora. 


262968 Bacteria_16S 1536520 1536625 1 107 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
262968 Bacteria_16S 1538082 1538187 1 107 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
262968 Bacteria_16S 1539642 1539747 1 107 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
262968 Bacteria_16S 1541191 1541296 1 107 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
262968 Bacteria_16S 1542751 1542856 1 107 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
262968 Bacteria_16S 1553257 1553362 1 107 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

262968 Bacteria_16S 1563605 15637101 107 gi|219846103|ref|NR_025693.1| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
262968 Bacteria_16S 1574169 1574274 1 107 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 
262968 Bacteria_16S 1577218 1577323 1 107 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
262968 Bacteria_16S 1578774 1578879 1 107 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

262968 Bacteria_16S 1603426 1603531 1 107 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
262968 Bacteria_16S 1641187 1641292 1 107 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
262968 Bacteria_16S 1653393 1653498 1 107 gi|219878439|ref|NR_025578.1| Thermomonas brevis 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

262968 Bacteria_16S 1656451 1656556 1 107 gi| 219878437 |ref|NR_025576.1| Ochrobactrum 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 1655822 1657274 Ochrobactrum 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


262968 Bacteria_16S 1659555 1659660 1 107 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

262968 Bacteria_16S 1664154 1664259 1 107 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 


Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
262968 Bacteria_16S 1665678 1665783 1 107 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
262968 Bacteria_16S 1673248 1673353 1 107 gi| 219878426 |ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
262968 Bacteria_16S 1674771 1674876 1 107 gi| 219878425 |ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
262968 Bacteria_16S 1676270 1676375 1 107 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 

Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
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seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857259 
uence 

Actinomyc 


219857257 


donocardin 
219857212 


RNA, 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


mino 


Clostridium 
uence 2325260 2326777 


ref |NR_025100.1 


partial seq 


ref|NR_025088.1| Crossiella equi strain 
43 Crossiella equi Bacteria; 
eae; Pseudonocardiaceae; Crossiella. 
ref|NR_025078.1| Desulfovibrio 

2355381 2356917 Desulfovibrio 
Desulfovibrionales; 


ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas 
ref|NR_025025.1 
2429869 243135 
coccaceae; P 
ref |NR_025024.1 
10 2432897 Paenib 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024968.1 
uence 250240 
nellales; Legion 
ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


Papillibacter 
9 Papillibacter 
apillibacter. 
Paenibacillus 
acillus chinjuensis 


Thioalkalivibrio 

kalivibrio nitratis 

ae; Thioalkalivibrio. 
Legionella 

5 2503874 Legionella 

ellaceae; Legionella. 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref|NR_024946.1| Pseudomonas fragi 
82 Pseudomonas fragi Bacteria; 
aceae; Pseudomonas. 
ref|NR_024928.1| Pseudomonas gessardii 
74 2556489 Pseudomonas gessardii 
seudomonadaceae; Pseudomonas. 
ref|NR_024927.1| Pseudomonas migulae 
40 2558055 Pseudomonas migulae Bacteria; 
aceae; Pseudomonas. 
ref|NR_024924.1| Pseudomonas mosselii 
68 2562680 Pseudomonas mosselii Bacteria; 
aceae; Pseudomonas. 
ref|NR_024918.1| Pseudomonas jessenii 
99 2571813 Pseudomonas jessenii Bacteria; 
aceae; Pseudomonas. 
ref|NR_024911.1| Pseudomonas rhodesiae 
86 2582507 Pseudomonas rhodesiae 
seudomonadaceae; Pseudomonas. 
ref|NR_024910.1| Pseudomonas monteilii 
58 2584074 Pseudomonas monteilii 
seudomonadaceae; Pseudomonas. 
ref|NR_024902.1| Pseudomonas mandelii 
61 2596478 Pseudomonas mandelii Bacteria; 
aceae; Pseudomonas. 
ref|NR_024901.1| Pseudomonas libanensis 
29 2598044 Pseudomonas libanensis 
seudomonadaceae; Pseudomonas. 
ref|NR_024890.1| Amycolatopsis 

2608828 2610322 Amycolatopsis 
etales; Pseudonocardineae; 


ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 


2667214 2667319 1 107 gi 


ref|NR_024840.1] Saccharopolyspora 


taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharopolyspora 


262968 Bacteria_16S 2668729 2668834 1 107 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

Pseudonocardiaceae; Saccharopolyspora. 


262968 Bacteria_16S 2682462 2682567 1 107 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 2709324 2709429 1 107 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AAO08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

262968 Bacteria_16S 2712264 2712369 1 107 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 2724395 2724500 1 107 gi|219857172|ref|NR_024800.1| Longispora albida 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
262968 Bacteria_16S 2733558 2733663 1 107 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
262968 Bacteria_16S 2735048 2735153 1 107 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKAl1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
262968 Bacteria_16S 2736538 2736643 1 107 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 
262968 Bacteria_16S 2752634 2752739 1 107 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
262968 Bacteria_16S 2754130 2754235 1 107 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
262968 Bacteria_16S 2760193 2760298 1 107 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 


262968 Bacteria_16S 2761687 2761792 1 107 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

262968 Bacteria_16S 2791926 2792031 1 107 gi|219857122|ref|NR_024750.1| Coprococcus catus 


strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 
262968 Bacteria_16S 2796259 2796364 1 107 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
262968 Bacteria_16S 2799302 2799407 1 107 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
262968 Bacteria_16S 2805389 2805494 1 107 gi|219857113|ref|NR_024741.1]| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
262968 Bacteria_16S 2808433 2808538 1 107 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
262968 Bacteria_16S 2809928 2810033 1 107 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 
262968 Bacteria_16S 2815919 2816024 1 107 gi|219856913|ref|NR_024734.1| Pseudomonas 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 2815260 2816748 Pseudomonas 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
262968 Bacteria_16S 2818968 2819073 1 107 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
262968 Bacteria_16S 2820461 2820566 1 107 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 


Streptosporangineae; 


Streptosp 


orangiaceae; 


262968 Bacteria_16S 2821955 2822060 1 107 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 

262968 Bacteria_16S 2824974 2825079 1 107 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

262968 Bacteria_16S 2829537 2829642 1 107 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 


strain JCM 9312 1 


Catenuloplanes. 


262968 Bacteria_16S 
hibiscicola strai 
hibiscicola Bacte 


Pseudomonas. 


262968 Bacteria_16S 


strain ATCC 13522 
Bacteria; 


strain ATCC 49968 
Bacteria; 


strain DSM 3050 1 
Proteobacteria; 


Marinobacterium. 


262968 Bacteria_16S 
capillaceus strai 
capillaceus Bacte 
Micromonosporacea 
262968 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


262968 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


262968 Bacteria_16S 


IFO 16102 16S rib 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


262968 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


262968 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


262968 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


262968 Bacteria_16S 


strain LS-13 16S 


Proteobacteria; G 


262968 Bacteria_16S 


strain 441-1 16S 


Proteobacteria; G 


262968 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


262968 Bacteria_16S 


Proteob 
262968 Bacteria_16S 


Proteob 
262968 Bacteria_16S 


G 
262968 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
stanieri Bacteria 


acteria; Gammaproteobacteria; Pseudomo 
2858777 2858882 1 107 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2863380 2863485 1 107 gi 


ammaproteobacteria; Pseudomonadales; P 
2866463 2866568 1 107 gi 


; Proteobacteria; Gammaproteobacteria; 


2891150 2891255 1 107 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2920190 2920295 1 107 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


as 
ct 


2936671 2936776 1 107 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteria; 
2939693 2939798 1 

osomal RNA, partial sequence 


107 gi 
do 
2941216 29413211 107 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2942732 2942837 1 107 gi 
YU655-43 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Virgisporangium. 

2973035 29731401 107 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


al 
er 


2983774 2983879 1 107 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3049117 3049222 1 107 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; 


io 


Ere 


6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


na 
219856885 


nadales; 
219856882 
6S ribosomal RNA, partial sequence 2862729 28642 
seudomonad 
219856880 


eq 
Alteromon 


219856862 
se 
Actinomyc 


219856843 


219856832 
eq 


219856830 
2939058 29405 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
262968 Bacteria_16S 219856829 
eq 
Actinomyc 


219856828 


219846941 


219846934 
2983106 29845 


2991386 2991491 1 107 gi|219846929|ref|NR_026521.1 
ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter 
ammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

2992880 2992985 1 107 gi|219846928|ref|NR_026520.1 


2992209 29936 


219846889 


dales; Pseudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 


ref|NR_024701.1 


28581 
P. 


aceae; Pseudomon 
NR_024699.1 
2865789 286730 


adales; Alteromo 


uence 


ref|NR_024681.1 
2890502 289195 
etales; Micromon 


quence 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


sequence 
eria; Ps 


ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


uence 
Rhodosp 


ref|NR_024649.1 


nocardineae; Actinosynne 
ref |NR_024648.1 
2940579 294204 
etales; Micromon 


uence 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


ence 
inomycet 


v 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


sequenc 
ia; Pseu 


ref |NR_026526.1 


nellaceae; Legionella. 
ref|NR_026481.1 
3048454 3049838 Eremoc 


mMOococcus. 


39 Catenuloplanes crispus Bacteria; 


omonosporineae; Micromonosporaceae; 
2850990 2851095 1 107 gi|219856890|ref|NR_024709.1| Pseudomonas 
n ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
ria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2854094 2854199 1 107 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 


Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Marinobacterium 

5 Marinobacterium 

nadaceae; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Acidiphilium 
9 Acidiphilium 


bacteraceae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Eremococcus coleocola 


occus coleocola 


3052091 3052196 1 107 gi 


219846887 


ref |NR_026479.1 


Malonomonas rubra 


strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 


Proteobacteria; D 


eltaproteobacteria; Desulfuromonadales; 


Pelobacteraceae; 


Malonomonas. 


262968 Bacteria_16S 


strain ORS 992 16 


strain 1607-97 16 
Firmicutes; 


Lactobacillales; 


262968 Bacteria_16S 
gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 
262968 Bacteria_16S 
intermedius strai 
Proteob 
262968 Bacteria_16S 
intestinalis stra 
intestinalis Bact 


Bacteria; 


Desulfovibrio. 


262968 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


262968 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


262968 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


262968 Bacteria_16S 


strain DSM 43678 


strain DSM 43067 


Actinomadura. 


262968 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


262968 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; 


ruminis strain DS 
Bacteria; Firmicu 


262968 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


262968 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
262968 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


262968 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


262968 Bacteria_16S 


DSM 803 16S ribos 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


262968 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


Lacto 
262968 Bacteria_16S 
700631 16S riboso 


G 
262968 Bacteria_16S 


3076098 3076203 1 107 
S ribosomal RNA, partial sequence 


gi 
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S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3100277 3100382 1 

mal RNA, partial sequence 
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3103223 3103328 1 107 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
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n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3151347 3151452 1 107 gi 
in KMS2 16S ribosomal RNA, partial seq 
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gi 
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107 gi 
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’ 


3154441 3154546 1 107 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3219800 3219905 3 109 gi 
3R 16S ribosomal RNA, partial sequence 
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JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3250008 3250113 1 107 gi 


oc 
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Stre 


3254510 3254615 1 107 gi 


Stre 


3266595 3266700 1 107 

ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3268013 3268118 1 107 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3297016 32971211 107 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3324373 3324478 1 107 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 
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43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


sp 


al 
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teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 
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eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
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e; 
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nc 
al 
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Th 
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262968 Bacteria_16S 


ce 
omo 


osp 


osp 


219846743 
3265947 32672 
la 
219846742 
3267345 32688 
io 
219846723 
en 
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e 
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NR_026413.1 
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NR_026282.1 
spora rosari 
Micromonos 


’ 


NR_026281.1 
1 


Rhizobium undicola 


terium group; Rhizobium. 
Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


, 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Coprothermobacter 
hermobacter platensis 
oprothermobacter. 

Thermosyntropha 
syntropha lipolytica 
opha. 

Nonomuraea salmonea 


orangiaceae; Nonomuraea. 
Actinomadura madurae 


madurae Bacteria; 


osporaceae; 
Legionella drancourtii 


ionella. 
Legionella lytica 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporineae; Micromonosporaceae; 


Dactylosporangium. 


262968 Bacteria_16S 


aurantiaca DSM 43 


3345600 3345705 1 107 gi 
813 16S ribosomal RNA, partial sequence 


219846687 


ref 


NR_026279.1 


Micromonospora 


3344950 3346425 Micromonospora aurantiaca 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


262968 Bacteria_16S 3347126 3347231 1 107 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

262968 Bacteria_16S 3394316 3394421 1 107 gi|219846649|ref|NR_026241.1| Brevibacterium iodinum 
strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 3395147 Brevibacterium iodinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
262968 Bacteria_16S 3418521 3418626 1 107 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

262968 Bacteria_16S 3428957 3429062 1 107 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

262968 Bacteria_16S 3438968 3439073 1 107 gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii 
DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

262968 Bacteria_16S 3489324 3489429 1 107 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

262968 Bacteria_16S 3493920 3494025 1 107 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 

262968 Bacteria_16S 3521060 3521165 1 107 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

262968 Bacteria_16S 3524088 3524193 1 107 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

262968 Bacteria_16S 3539383 3539488 1 107 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 3540955 3541060 1 107 gi| 219846549 |ref|NR_026141.1| Bacillus clarkii 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 3554814 3554919 1 107 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

262968 Bacteria_16S 3557998 3558103 1 107 gi| 219846537 |ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

262968 Bacteria_16S 3559478 3559583 1 107 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

262968 Bacteria_16S 3560993 3561098 1 107 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

262968 Bacteria_16S 3562514 3562619 1 107 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
262968 Bacteria_16S 3565479 3565584 1 107 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

262968 Bacteria_16S 3566985 3567090 1 107 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

262968 Bacteria_16S 3568491 3568596 1 107 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

262968 Bacteria_16S 3569942 3570047 1 107 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

262968 Bacteria_16S 3574492 3574597 1 107 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

262968 Bacteria_16S 3580435 3580540 1 107 gi|219846522|ref|NR_026114.1| Roseococcus 


thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 


3579840 358126 


5 Roseococcus 


thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Roseococcus. 

262968 Bacteria_16S 3581987 3582092 1 107 gi| 219846521 |ref|NR_026113.1]| Clostridium 

stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 

Clostridiaceae; Clostridium. 

262968 Bacteria_16S 3591299 3591404 1 107 gi|219846515|ref|NR_026107.1| Acetobacter 

pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 

pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 

Acetobacter. 

262968 Bacteria_16S 3595896 3596001 1 107 gi|219846511|ref|NR_026103.1| Clostridium populeti 

strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 3632170 3632275 1 107 gi|219846484|ref|NR_026076.1| Geobacter bremensis 

strain Dfrl 16S ribosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 

Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

262968 Bacteria_16S 3683927 3684032 1 107 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 

strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

262968 Bacteria_16S 3685490 3685595 1 107 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 

chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 

chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

262968 Bacteria_16S 3712590 3712695 1 107 gi|219846428|ref|NR_026019.1]| Actinoplanes 

auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 

Actinoplanes. 

262968 Bacteria_16S 3743624 3743729 1 107 gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea 


strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 37444 
osporang 
219846404 
3744485 37458 
osporang 
219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
osporang 
219846391 
3761076 37625 
Geobacte 
219846386 


Actinobacteria; A 


262968 Bacteria_16S 


strain 104 16S r 
Actinobacteria; A 


262968 Bacteria_16S 


strain IFO 13155 
Actinobacteria; A 


262968 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


262968 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


262968 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


262968 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


262968 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


262968 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


262968 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


262968 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


262968 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


262968 Bacteria_16S 


strain Lhet2 16S 
Proteobacteria; A 


Cc 35603 Bacteria; 


teria; 


n TFC 16S ribosomal RNA, partial seque 


ribosomal RNA, partial sequence 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3745089 3745194 1 107 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3746550 3746655 1 107 


pt 


Stre 
gi 


pt 


ctinobacteridae; Actinomycetales; 
3761748 3761853 1 107 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3767618 3767723 1 107 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


Stre 
gi 


pt 


’ 


se 
a; 


3773613 3773718 1 107 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3809856 3809961 1 107 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3831369 38314741 107 gi 
in C94 16S ribosomal RNA, partial sequ 


en 


se 


en 


ammaproteobacteria; Oceanospirillales; H 
3850857 3850962 1 107 gi 
rain ATCC 35603 16S ribosomal RNA, par 


Firmicutes; Clostri 


ti 
di 


3906069 3906174 1 
ain L-1 16S ribosomal RNA, 
Proteobacteria; 


107 gi 
complete se 
Gammaproteobact 


qu 
er 
3943597 3943702 1 107 gi 
nc 
acteria; Alphaproteobacteria; Rhodospiri 
3946517 3946622 1 107 gi 


lphaproteobacteria; Rhodospirillales; Ac 


quence 


219846382 


ce 3772 


omonadales 
219846356 
3809177 38107 
udomonad 
219846341 


ce 3830 


tes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
3835707 3835812 1 107 gi|219846338|ref|NR_025928.1 
bosomal RNA, partial sequence 3835060 38365 


al sequ 
a; Clos 


219846291 


ence 


ia; Pse 


219846263 


e 3942 
llales; 


219846261 
3945905 39473 
etobacte 


262968 Bacteria_16S 
strain DSS12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


3950972 3951077 1 107 gi 


219846258 
3950287 3951792 Shewanella violacea Bacteria; 
Shewanellaceae; 


Desulfo 


alomonad 
219846328 


inea 
ref 


e; Streptosp 
NR_025995.1 


inea 
ref 


e; Streptosp 
NR_025994.1 


inea 
ref 


e; Streptosp 
NR_025982.1 


raceae; Geobacte 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


ref|NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025947.1 


9 


aceae; Pseudomon 
ref|NR_025931.1 
35 3832122 Rumino 


7 


acea 
ref 
nce 
ridi 


e; Halomonas 
NR_025918.1 
385021 
Rumino 


e 
€ ales; 
ref|NR_025881.1 

3905392 390691 
udomonadales; Pse 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 


9 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


Ke 

Desulfovibrio 

7 Desulfovibrio 
ulfovibrionaceae; 


Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Ruminococcus 
coccus flavefaciens 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Shewanella violacea 


ref |NR_025848.1 


Shewanella. 


262968 Bacteria_16S 
salexigens strain 


Bacteria; 


Proteobacteria; 


Bacteria; 


262968 Bacteria_ 
strain SW-120 16S 


Proteobacteria; 


262968 Bacteria_ 
strain SW-117 16S 


Proteobacteria; 


262968 Bacteria_ 
strain SS20 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


262968 Bacteria_ 


Gammaproteobacteria; Oceanospirillales; 
262968 Bacteria_ 
strain KMM 3637 1 


Firmicutes; 
262968 Bacteria_ 
strain KMM 3823 1 


3970419 3970524 1 107 gi 


16S 3999740 3999845 1 107 


ibosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Xanthomonadales; Xan 
262968 Bacteria_ 
lipolyticum strain M37 16S ribosomal RNA, partial sequenc 


16S 4002711 4002816 1 107 gi 


16S 4055601 4055706 1 107 gi 


16S 4120617 4120722 1 107 gi 


16S 4210796 4210901 1 107 gi 


WS 68 16S ribosomal RNA, partial sequen 
Proteobacteria; Alphaproteobacteria; Rhodobacte 
262968 Bacteria_ 
strain 25-4 16S r 


H 


oc 


She 


219846245 
ce 39698 


rales; 


219846225 
3999120 40005 
thomonadaceae; 
219846223 
40020 


e 


219846183 
4054980 40563 
alomonadaceae; 
219846137 
6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
262968 Bacteria_ 
campisalis strain 


16S 4131259 4131364 1 107 gi|219846126|ref|NR_025716.1 
SF-57 16S ribosomal RNA, partial sequence 41305 
Bacillales; Planococcaceae; Marinibacillus. 

16S 4179047 4179152 1 107 gi|219846094|ref|NR_025684.1 


6S ribosomal RNA, partial sequence 4178357 41798 
Gammaproteobacteria; Alteromonadales; 


algeriensis strain SA 233 16S ribosomal RNA, partial sequence 


algeriensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; 
262968 Bacteria_ 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 


Bacteria; 


262968 Bacteria_ 
scabrisporus strain KM-4927 16S ribosomal RNA, partial 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; 
262968 Bacteria_ 


strain EX-H1 16S 


Aquificae; Aquificales; 
262968 Bacteria_ 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; 
262968 Bacteria_ 


Saccharothrix. 


16S 488056 488160 2 107 gi 


16S 1097772 1097876 1 106 gi 


Streptomyces. 


16S 2727488 2727595 1 109 gi 


Actinomycetales; 


265678726 
48737 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
265678311 
sequence 

; Actinomycetales; 


16S 1191590 1191697 1 109 gi|228715750|ref|NR_027538.1 

ribosomal RNA, partial sequence 1190944 1192406 Persephonella 
Hydrogenothermaceae; Persephonella. 

16S 1241600 1241707 1 109 gi|219878120|ref|NR_025259.1 


219857169 


hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 


hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; 
262968 Bacteria_ 


strain DSM 44070 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermocrispum. 


262968 Bacteria_ 
cyanea strain NA1 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharomonospora. 
262968 Bacteria_16S 
azurea strain NA1 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharomonospora. 
262968 Bacteria_16S 


16S 3495300 3495405 1 
16S ribosomal RNA, 


107 gi 
complete sequence 


2190 2292 4 107 gi 
28 16S ribosomal RNA, partial sequence 


408115 408158 1 44 


gi 


219846579 


3494 


Pseudonocardineae; P 
16S 651 753 4 107 gi|265679063|ref|NR_029371.1 
34 16S ribosomal RNA, partial sequence 1 1489 Saccha 


265679062 


1539 


265678783 


ammonificans strain HB-1 16S ribosomal RNA, partial sequence 


Pseudonocardineae; 


Pseudonocardineae; 


ref|NR_025835.1 


Rhodobacteraceae 
ref|NR_025815.1 


ref |NR_025813.1 


ref|NR_025773.1 


ref|NR_025727.1 


Shewanella. 
ref|NR_025658.1 
4210162 421159 


ref |NR_029031.1 
Marinomonas. 
ref |NR_028613.1 
1097121 109859 


1240965 124241 
ref|NR_024797.1 

2726822 272832 
Persephonel 
ref|NR_026171.1 


639 3496156 Thermo 


P 


ref |NR_029370.1 
3029 Saccha 
P 


ref|NR_029088.1 
407444 408915 


Rhodothalassium 


17 3971134 Rhodothalassium salexigens 
7 


Rhodothalassium. 
Silanimonas lenta 


01 Silanimonas lenta Bacteria; 
Silanimonas. 


Photobacterium 


46 4003543 Photobacterium lipolyticum 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
16S 4028424 4028529 1 107 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
16S 4029973 4030078 1 107 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 
Halomonas. 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


occineae; Brevibacteriaceae; 


Brevibacterium. 
Marinibacillus 


88 4132093 Marinibacillus campisalis 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 
wanellaceae; 
219846068 


Saccharothrix 
0 Saccharothrix 


Pseudonocardineae; 


Marinomonas 


1 488866 Marinomonas ushuaiensis 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Persephonella marina 
marina EX-H1 Bacteria; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 


Sulfurihydrogenibium. 


Persephonella 

8 Persephonella 

la. 

Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Thermovibrio 
Thermovibrio 
oO. 
Pseudonocardia 
Pseudonocardia 
ardineae; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 


ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibri 
262968 Bacteria_16S 506559 506646 1 88 gi|265678714|ref|NR_029019.1 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Pseudonocardiaceae; Pseudonocardia. 

262968 Bacteria_16S 598901 599006 1 107 gi| 265678653 |ref|NR_028958.1 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
262968 Bacteria_16S 740190 740292 4 107 gi|265678554|ref|NR_028858.1 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 


Pseudonocardiaceae; Saccharomonospora. 


262968 Bacteria_16S 774266 774368 4 107 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
262968 Bacteria_16S 849131 849237 1 107 gi|265678480|ref|NR_028783.1| Klebsiella 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 

262968 Bacteria_16S 1031289 1031394 1 107 gi| 265678357 |ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

262968 Bacteria_16S 1049789 1049832 1 44 gi|265678345|ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

262968 Bacteria_16S 1416744 1416846 4 107 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

262968 Bacteria_16S 1498923 1499028 1 107 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

262968 Bacteria_16S 1557689 1557794 1 107 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

262968 Bacteria_16S 1886580 1886682 4 107 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 

262968 Bacteria_16S 2008458 2008563 1 107 gi|219878190|ref|NR_025329.1| Buttiauxella 
ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

262968 Bacteria_16S 2010017 2010122 1 107 gi| 219878189 |ref|NR_025328.1| Buttiauxella brennerae 
strain $1/6-571 16S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

262968 Bacteria_16S 2139259 2139361 4 107 gi| 219857642 |ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

262968 Bacteria_16S 2149830 2149932 4 107 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
262968 Bacteria_16S 2248279 2248384 1 107 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

262968 Bacteria_16S 2397022 2397127 1 107 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

262968 Bacteria_16S 2611042 2611144 4 107 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
262968 Bacteria_16S 2938178 2938280 4 107 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 

262968 Bacteria_16S 2995898 2995941 1 44 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

262968 Bacteria_16S 3003626 3003732 1 107 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
262968 Bacteria_16S 3224363 3224465 4 107 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

262968 Bacteria_16S 3287822 3287927 1 107 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 


islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 


262968 Bacteria_16S 3446562 3446667 1 107 gi|219846612|ref|NR_026204.1| Clostridium viride 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 3502742 3502847 1 107 gi|219846574|ref|NR_026166.1| Brevibacterium linens 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
262968 Bacteria_16S 3633637 3633739 4 107 gi|219846483|ref|NR_026075.1| Anaerobiospirillum 
succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

262968 Bacteria_16S 15645 15723 1 79 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

262968 Bacteria_16S 23342 23447 1 107 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 31038 31143 1 107 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

262968 Bacteria_16S 41472 41577 L 107 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

262968 Bacteria_16S 44474 44579 1 107 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

262968 Bacteria_16S 62768 62873 1 107 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
262968 Bacteria_16S 71829 71934 1 107 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 #Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

262968 Bacteria_16S 97494 97599 1 107 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

262968 Bacteria_16S 105141 105246 1 107 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
262968 Bacteria_16S 189003 189109 1 107 gi|265678937|ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 260758 260863 1 107 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
262968 Bacteria_16S 268334 268439 1 107 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

262968 Bacteria_16S 272849 272954 1 107 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

262968 Bacteria_16S 280436 280541 1 107 gi| 265678873 |ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

262968 Bacteria_16S 281927 282032 1 107 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

262968 Bacteria_16S 309393 309498 1 107 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

262968 Bacteria_16S 321384 321489 1 107 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 322983 323088 1 107 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

262968 Bacteria_16S 347623 347728 1 107 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

262968 Bacteria_16S 369835 369940 1 107 gi| 265678808 |ref|NR_029113.1| Halomonas 


anticariensis strain FP35 16S ribosomal RNA, partial sequence 


369170 370614 Halomonas 


anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


262968 Bacteria_16S 385020 385125 1 107 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

262968 Bacteria_16S 404981 405086 1 107 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

262968 Bacteria_16S 445224 445329 1 107 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

262968 Bacteria_16S 446752 446857 1 107 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

262968 Bacteria_16S 469547 469652 1 107 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

262968 Bacteria_16S 515531 515636 1 107 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

262968 Bacteria_16S 532352 532457 1 107 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
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107 gi 


Clost 
gi 


Clostridia; 
107 


Paenibaci 
107 gi 


91 


1007814 10092 


1013897 1015342 Morax 


1024681 10260 


1080469 10819 


1113840 11153 


1148654 11501 


1257400 12588 


265678441 
ence 90455 
aerobacter 


265678405 
1 sequence 
llaceae; B 
265678381 
al sequenc 
tridiales; 


265678372 


265678368 


raxella. 
265678361 


biaceae; R 
265678335 
uence 


265678330 


Rhodospiri 
265678322 


265678310 
1 sequence 
; Actinomy: 


265678299 


osporiinea 

228716127 
11198 

xococcales 


253680760 
quence 
teria; Pse 
253680757 


Geovibrio 
228721485 
11591 
7 Peptococ 
228717350 
quence 
dia; Clost 
228715574 
ce 11955 
erribacter 
219878251 
ence 12363 
spiraceae; 
219857537 
1 sequence 
ridiales; 
219857194 
sequence 
llaceae; B 
219856813 


onaceae; V 
219846421 


gi 


acillaceae; 


ref 
ales 
ref 


acil 
ref 


Clo 
ref 
ref 
ella 
ref 


hizo 
ref 


+ AL 
ref 


llac 
ref 
ref 

ceta 
ref 


e; K 
ref 


’ 


cy 


ref 


R 


udom 


ref 


ref 


cace 
ref 


R 


ridi 
ref 


acea 
ref 


Par 
ref 


Pept 
ref 


revi 
ref 
ibri 
ref 


chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 


Desulfuromonas. 


8 906118 Thermo 


958824 960272 


e 994185 995652 


1062699 10642 


1098650 11000 


56 1121404 Anaer 


144133 114556 


66 1160688 Desulf 


181973 11834 


65 1197080 Denit 


92 1237878 Paras 


1243915 12454 


1254345 12558 


NR_028743.1 


; Thermoanae 


NR_028707.1 


lus. 
NR_028683.1 


stridiales F 


NR_028674.1 


NR_028670.1 
ovis Bacter 


NR_028663.1 


bium/Agrobac 
NR_028637.1 
3 
icyclobacill 
NR_028632.1 


eae; Tistrel 
NR_028624.1 


NR_028612.1 
9 
fe) 


les; Strept 


NR_028600.1 


ineosporiace 
NR_027547.1 
oO 


stobacterine 


NR_028008.1 


onadales; Ps 


NR_028005.1 


NR_027608.1 


ae; Desulfot 
NR_027562.1 
3 
ales; Eubact 
NR_027535.1 
a 
e; Denitrovi 
NR_025390.1 
Pp 
asporobacter 
NR_025125.1 
2 
ococcaceae; 
NR_024822.1 
4 
bacillus. 
NR_024632.1 


O°. 
NR_026012.1 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Bacillus 
Bacillus 


Acidaminobacter 
Acidaminobacter 


amily XII. Incertae 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Alicyclobacillus 

1 Alicyclobacillus 

us. 

Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 

Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 
Parasporobacterium 
orobacterium paucivorans 
ium. 

Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 

Brevibacillus 
5 Brevibacillus 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Desulfuromonas 


1267974 1269475 Desulfuromonas 


262968 Bacteria_16S 
cellulosolvens 6 
Bacteria; Firmicutes; 
262968 Bacteria_16S 


Clostridia; 


1303120 1303225 1 


1344507 1344612 1 


Clostridiales; 


107 gi 


107 gi 


obscurus DSM 43160 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 
262968 Bacteria_16S 


1353563 1353668 1 


107 gi 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial 


Gluconacetobacter. 
262968 Bacteria_16S 


1362586 1362691 1 


107 gi 


antarcticus strain 307 16S ribosomal RNA, partial sequenc 


Bacteria; 
262968 Bacteria_16S 


strain SO2 16S ribosomal RNA, partial sequence 


1486846 1486951 1 


107 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
219857235 
1486230 14876 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


262968 Bacteria_16S 
strain USDA 9030 


1503311 1503416 1 


107 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


262968 Bacteria_16S 
brockii subsp. 


262968 Bacteria_16S 


strain JCM3369 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
262968 Bacteria_16S 
oligospora strain 
oligospora Bacteria; 
Thermomonosporaceae; 
262968 Bacteria_16S 


Actinomadura. 
262968 Bacteria_16S 
ayderensis strain 
Bacteria; 
262968 Bacteria_16S 
strain LMG 22166 


Firmicutes; Bacillales; 


262968 Bacteria_16S 1584848 1584953 1 107 gi|219878488|ref|NR_025627.1 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 15856 

Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

262968 Bacteria_16S 1636683 1636788 1 107 gi|219878452|ref|NR_025591.1 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteri 
Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 1638174 1638279 1 107 gi|219878451|ref|NR_025590.1 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacte 
Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 1658000 16581051 107 gi|219878436|ref|NR_025575.1 


1506248 1506353 1 


1527464 1527569 1 


1530476 1530581 1 


1535011 1535116 1 


1554793 1554898 1 


1583293 1583398 1 


Planococcaceae; 


Thermoanaerobacteraceae; 


107 gi 


107 


gi 


107 gi 


AB04 16S ribosomal RNA, partial sequenc 
Firmicutes; Bacillales; Bacillaceae; Anoxybacil 
219878489 
16S ribosomal RNA, partial sequence 1582619 15841 
Viridibacillus. 


107 gi 


Strept 


lactiethylicus strain SEBR 5268 16S riboso 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 


107 gi| 219846365 |ref|NR_025956.1 
mal RNA, partial sequenc 
lactiethylicus Bacteria; Firmicutes; 
Thermoanaerobacter. 
107 gi|219857435|ref|NR_025023.1 
1526835 1528288 Actinomadura 


Strept 


Ac 


219846514 
16S ribosomal RNA, partial sequence 1302478 13039 
Eubacteriaceae; 

228721038 


omycetales; 


228720330 
sequence 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


228719132 


219846475 
16S ribosomal RNA, partial sequence 1502684 15041 


219857433 
ATCC 43269 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; 
Actinomadura. 
219857414 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219857209 


ref|NR_026106.1 


Eubacterium. 
ref|NR_027601.1 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Geodermatophilus 


1343850 1345331 Geodermatophilus obscurus DSM 


ref|NR_027591.1 
1352934 135441 


ref|NR_027580.1 


Frankineae; Geodermatophilaceae; 


Gluconacetobacter 
8 Gluconacetobacter 
Acetobacteraceae; 


Octadecabacter 


e 1361976 1363364 Octadecabacter antarcticus 307 


ref|NR_024863.1 


aceae; Rhizobium/Agrobac 
ref |NR_026067.1 


aceae; Rhizobium/Agrobac 


osporangineae; Thermomon 
ref|NR_025021.1 
equence 1529847 153130 
tinomycetales; Streptosp 


ref |NR_025002.1 


osporangineae; Thermomon 
ref|NR_024837.1 
e 1554124 1555535 Anoxyb 
lus. 


ref |NR_025628.1 


Octadecabacter. 
Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


orangineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Anoxybacillus 
acillus ayderensis 


Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Vibrio fortis strain 


CAIM 629 16S ribo 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


262968 Bacteria_16S 


1662614 1662719 1 107 gi 


philippinense strain A 80407 16S ribosomal RNA, partial 


philippinense Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Kibdelosporangium. 


262968 Bacteria_16S 


strain 16351 16S 
Firmicutes; 


CAIM 578 16S ribo 


Clostridia; 
262968 Bacteria_16S 
somal RNA, partial sequence 1698596 1700102 Vibri 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


262968 Bacteria_16S 


strain OSBAC1 16S 


Proteobacteria; G 
262968 Bacteria_16S 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 
thomasii Bacteria; 


1708451 1708556 1 107 
ribosomal RNA, partial sequence 


gi 


1741935 1742040 1 107 gi 


Proteobacteria; Gammaproteobacteria; 


Anaerobiospirillum. 


262968 Bacteria_16S 
metallicus strain R2A 16S ribosomal RNA, partial sequence 


1743485 1743590 1 107 gi 


somal RNA, partial sequence 1657325 1658829 Vibri 


1707781 17092 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


219878433 
sequence 


219878402 


219878379 


Actinomycetales; 


© pomeroyi Bacteria; 


Aeromonadales; 


o fortis Bacteria; Proteobacteria; 


ref|NR_025572.1| Kibdelosporangium 
1661967 1663456 Kibdelosporangium 
Pseudonocardineae; 


1670313 1670418 1 107 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 
1699271 1699376 1 107 gi| 219878408 |ref|NR_025547.1| Vibrio pomeroyi strain 


Proteobacteria; 


ref|NR_025541.1| Rheinheimera baltica 
61 Rheinheimera baltica Bacteria; 
Rheinheimera. 

ref|NR_025518.1| Anaerobiospirillum 


1741287 1742780 Anaerobiospirillum 
Succinivibrionaceae; 


219878378 


ref|NR_025517.1| Nocardiopsis 


1742831 1744318 Nocardiopsis metallicus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


262968 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


262968 Bacteria_16S 


R-3712 16S riboso: 
Gammaproteobacter 


ia; Vibrionales; Vibrionaceae; Vibrio. 


Streptosporangineae; Nocardiopsaceae; 


1746511 1746616 1 107 gi|219878376|ref|NR_025515.1| Actinomadura 
n HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 
1791813 1791918 1 107 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
mal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 


262968 Bacteria_16S 1793287 1793392 1 107 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

262968 Bacteria_16S 1802462 1802567 1 107 gi|219878334|ref|NR_025473.1| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 1845354 1845459 1 107 gi|219878305|ref|NR_025444.1| Maricaulis virginensis 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 1846167 Maricaulis virginensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

262968 Bacteria_16S 1854388 1854493 1 107 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

262968 Bacteria_16S 1880293 1880398 1 107 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

262968 Bacteria_16S 1894260 1894365 1 107 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
Desulfomicrobium. 

262968 Bacteria_16S 1903303 1903408 1 107 gi|219878261|ref|NR_025400.1| Facklamia miroungae 


CIP 106764 16S ri 
Firmicutes; Lacto 


262968 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


262968 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 


262968 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


262968 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


262968 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


262968 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


262968 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


262968 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


262968 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


262968 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


262968 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
1913496 1913601 1 107 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1933483 1933588 1 107 gi 


na 


eria; Proteobacteria; Alphaproteobacteri 


1945681 1945786 1 107 gi 


lales; Bacillaceae; Bacillus. 

1977456 1977561 1 107 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
1979020 19791251 107 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
1982124 1982229 1 107 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
1983709 1983814 1 107 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


ib 


ac 


262968 Bacteria_16S 


strain MCS 25 16S 


ribosomal RNA, partial sequence 


1902626 19040 


219878253 


219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


219878210 


1985293 1985398 1 107 gi| 219878205 
Cm al4 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; Myxococ 

1986880 1986985 1 107 gi| 219878204 
n Cb fel8 16S ribosomal RNA, complete sequence 
ria; Proteobacteria; Deltaproteobacteria; Myxoco 
Cystobacter. 

2017473 2017578 1 107 gi| 219878184 


dales; 
219878239 
16S ribosomal RNA, partial sequence 1932811 19342 


a; 


rionales 
219878209 


terales; 
219878207 
1981436 19829 
ngiineae; 

219878206 
uence 

ia; Myxoco 


19128 
M 


Rhizo 


19767 


19783 


ref|NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025378.1 


eltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Des 
1938000 1938105 1 107 gi|219878236|ref|NR_025375.1 
n CF 62 16S ribosomal RNA, partial sequence 1937348 193875 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
; Brevibacterium. 
1939432 1939537 1 107 gi|219878235|ref|NR_025374.1 
in DSM 5686 16S ribosomal RNA, partial sequence 1938810 194024 


biales; Methylob 


ref|NR_025370.1 


ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 
1983024 198455 
ccales; Sorangii 


ref|NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref |NR_025323.1 


30 Facklamia miroungae Bacteria; 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 

Brevibacterium 
9 Brevibacterium 
cineae; 


Methylobacterium 
9 Methylobacterium 


acteriaceae; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Desulfobacterium 
obacterium anilini 

eae; Desulfobacterium. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


Maricaulis parjimensis 


2016867 2018286 Maricaulis parjimensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 


262968 Bacteria_16S 
strain MCS 18 16S 


262968 Bacteria_16S 


washingtonensis strain MCS06 16S ribosomal RNA, partial 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Maricaulis. 
262968 Bacteria_16S 
strain ATCC 15257 
Bacteria; 
262968 Bacteria_16S 


paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


paucivorans Bacteria; 
262968 Bacteria_16S 


strain KK19 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
262968 Bacteria_16S 


burkinensis strain DSM 6283 16S ribosomal RNA, partial 
Firmicutes; 


burkinensis Bacteria; 
262968 Bacteria_16S 

strain DSM 5192 1 
Firmicutes; 
262968 Bacteria_16S 
strain ATCC 35585 
Firmicutes; 
262968 Bacteria_16S 
strain SW-72 16S 
Firmicutes; 
262968 Bacteria_16S 


Firmicutes; 


Clostridia; 


Clostridia; 


Bacillales; 


2018945 2019050 1 


2020417 2020522 1 


2021889 2021994 1 


2040039 2040144 1 


2047864 2047969 1 


2049428 2049533 1 


2050988 2051093 1 


2060169 2060274 1 


Clostridiales; 
2095271 2095376 1 


Bacillaceae; 
2108925 2109030 1 


Clostridia; 


107 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


107 


107 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 


107 


107 


complete sequence 
Paenibacillaceae; 


107 


107 


6S ribosomal RNA, partial sequence 2050314 20 
Clostridiales; Veillonellaceae; 


107 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


107 


ribosomal RNA, partial sequence 
Bacillus. 


107 


strain P-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
262968 Bacteria_16S 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardia. 


Pseudonocardiaceae; 
262968 Bacteria_16S 


Clostridia; 


Clostridiales; 
2166426 2166531 1 


2187696 2187801 1 


107 


107 


strain K9951 16S ribosomal RNA, partial sequence 


262968 Bacteria_16S 


2310732 2310837 1 


107 


strain A290 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 

262968 Bacteria_16S 
aquimarina strain 
Bacteria; Firmicutes; 
262968 Bacteria_16S 
chloromethanicum 
chloromethanicum 
Hyphomicrobium. 
262968 Bacteria_16S 
strain BD-87 16S 
Firmicutes; 
262968 Bacteria_16S 


psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; 


Methylobacter. 
262968 Bacteria_16S 
strain KMM 3299 1 
Proteobacteria; 
262968 Bacteria_16S 
strain CCUG 30811 
Bacteria; 
262968 Bacteria_16S 


putrefaciens strain DSM 1291 16S ribosomal RNA, partial 
Clostridia; 


putrefaciens Bacteria; 
262968 Bacteria_16S 

strain Z-2189 16S 
Firmicutes; 
262968 Bacteria_16S 


Bacillales; 


2398541 2398646 1 


2400056 2400161 1 


2426257 2426362 1 


Planococcaceae; 
2439671 2439776 1 


Proteobacteria; 


2442728 2442833 1 


2445808 2445913 1 


2463883 2463988 1 


Firmicutes; 
2467056 2467161 1 


Clostridiales; 
2509180 2509285 1 


107 


SW28 16S ribosomal RNA, partial sequence 
Planococcaceae; 


107 


strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


107 


ribosomal RNA, partial sequence 


Bacillales; Viridibacillus. 


107 


107 


107 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


107 


107 


ribosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


107 


Paenibacillus. 


Clostridiales; 


complete 
Gammaproteobacteria; Methylococcales; 


Clostridiales; 


gi|219878183 
2018337 20 


219878182 
sequence 


gi 


gi|219878181 


gi|219878168 


gi|219878160 
2047168 20 


219878159 
sequence 


gi 
gi|219878158 


219878150 
20 


gi 


gi|219878125 


2094597 20961 


gi| 219873437 


2108290 21097 
Clostridiaceae; 


gi| 219857624 


gi|219857607 


2187032 21885 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; 


gi| 219857522 


2310109 2311529 Actinomadura 
Streptosporangineae; 


gi|219857461 


219857460 
sequence 


gi 


gi|219857441 
2425586 24269 


219857428 
sequence 


gi 


gi| 219857424 


6S ribosomal RNA, partial sequence 2442080 24435 
Gammaproteobacteria; Alteromonadales; 


219857422 
24451 


gi 


219857407 
sequence 


qi. 


gi] 219857405 
2466381 24678 


gi|219857371 


johannae strain CFN-Cf55 16S ribosomal RNA, partial sequence 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter. 


197 


Rhodobacterales; 


20212 


487 


Veillonellaceae; 


518 
Anaerosinus. 


2397869 2399376 Sporos 
Sporosarcina. 


Rhizobiales; 


Alteromonadaceae; 


Clostridiaceae; 


ref |NR_025322.1 


ref |NR_025321.1 
2019809 20212 


ref |NR_025320.1 


ref |NR_025307.1 
2039358 20408 
Dolosicoccus. 
ref|NR_025299.1 
07 Paenibacillus 


ref |NR_025298.1 
2048758 20502 


ref|NR_025297.1 


ref |NR_025289.1 


ref |NR_025264.1 


ref|NR_026099.2 


ref |NR_025213.1 


ref|NR_025196.1 
Legionella. 
ref|NR_025110.1 


ref |NR_025049.1 


ref |NR_025048.1 
2399427 240087 


ref |NR_025029.1 


ref|NR_025016.1 

2438995 244052 
Met 
ref|NR_025012.1 
Shewanella. 


ref |NR_025010.1 
48 2446624 Alishe 


ref |NR_024995.1 
2463226 246471 
Clo 


ref|NR_024993.1 


ref |NR_024959.1 
2508571 251001 


3 
Hyphomonadaceae; 


6 


6 
Anaeroarcus. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
Maricaulis. 


Maricaulis 
0 Maricaulis 


Caulobacter fusiformis 


81 2022719 Caulobacter fusiformis 
Caulobacteraceae; 


Caulobacter. 
Dolosicoccus 
7 Dolosicoccus 


Paenibacillus borealis 
borealis Bacteria; 


Anaeroarcus 
3 Anaeroarcus 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Eubacterium sulci 


59520 2060972 Eubacterium sulci Bacteria; 
Eubacterium. 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 
Clostridium. 


Pseudonocardia 


sequence 2165786 2167229 Pseudonocardia 
Pseudonocardineae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Actinomadura mexicana 


mexicana Bacteria; 
Thermomonosporaceae; 


Sporosarcina 
arcina aquimarina 


Hyphomicrobium 
3 Hyphomicrobium 


Hyphomicrobiaceae; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 
Shewanellaceae; 


Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Clostridium 

2 Clostridium 

stridium. 

Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 
Clostridium. 


Gluconacetobacter 
7 Gluconacetobacter 


262968 Bacteria_16S 2566440 2566545 1 107 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

262968 Bacteria_16S 2574110 2574215 1 107 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 


262968 Bacteria_16S 2591061 2591166 1 107 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

262968 Bacteria_16S 2607977 2608082 1 107 gi|219857263|ref|NR_024894.1| Neptunomonas 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 
262968 Bacteria_16S 2781346 2781451 1 107 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
262968 Bacteria_16S 2789026 2789131 1 107 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
262968 Bacteria_16S 2797781 2797886 1 107 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
262968 Bacteria_16S 2869584 2869689 1 107 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
262968 Bacteria_16S 2872741 2872846 1 107 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


262968 Bacteria_16S 2892673 2892778 1 107 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

262968 Bacteria_16S 2930664 2930769 1 107 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 


strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 
262968 Bacteria_16S 2932169 29322741 107 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

262968 Bacteria_16S 2974597 2974702 1 107 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

262968 Bacteria_16S 2994338 2994443 1 107 gi|219846927|ref|NR_026519.1| Agrobacterium 
larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 2993732 2995168 Agrobacterium 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 
262968 Bacteria_16S 3002111 3002216 1 107 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
262968 Bacteria_16S 3011039 3011144 1 107 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 
262968 Bacteria_16S 3041461 3041566 1 107 gi|219846895|ref|NR_026487.1| Facklamia languida 
strain 1144-97 16S ribosomal RNA, partial sequence 3040796 3042268 Facklamia languida Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
262968 Bacteria_16S 3073143 3073248 1 107 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 
262968 Bacteria_16S 3083837 3083942 1 107 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
262968 Bacteria_16S 3121307 3121412 1 107 gi|219846841|ref|NR_026433.1]| Ammoniphilus 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 3120644 3122140 Ammoniphilus 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
262968 Bacteria_16S 3122854 3122959 1 107 gi|219846840|ref|NR_026432.1| Ammoniphilus 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

262968 Bacteria_16S 3156029 3156134 1 107 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
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262968 Bacteria_16S 3726111 3726216 1 107 gi|219846417|ref|NR_026008.1 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 372690 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Thermomonosporaceae; Actinomadura. 

262968 Bacteria_16S 3730473 3730578 1 107 gi|219846414|ref|NR_026005.1 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 373127 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Thermomonosporaceae; Actinocorallia. 

262968 Bacteria_16S 3731931 3732036 1 107 gi|219846413|ref|NR_026004.1 


strain IFO 14679 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

262968 Bacteria_16S 3749530 3749635 1 107 gi|219846401|ref|NR_025992.1 
strain A089 16S ribosomal RNA, partial sequence 3748871 37503 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

262968 Bacteria_16S 3764692 3764797 1 107 gi|219846388|ref|NR_025979.1 


thermocisternum strain ST90 16S ribosomal RNA, partial 
thermocisternum Bacteria; Firmicutes; Clostridia; 
262968 Bacteria_16S 3829829 3829934 1 107 
ATCC 35205 16S ribosomal RNA, partial sequence 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; 
262968 Bacteria_16S 3840286 3840391 1 107 gi 
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gi 
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finnii Bacteria; 
Thermoanaerobacteraceae; 


262968 Bacteria_16S 3892320 3892425 1 107 gi|219846300|ref|NR_025890.1 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 389163 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillale 
Halomonas. 

262968 Bacteria_16S 3917903 3917981 1 79 gi|219846282|ref|NR_025872.1 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 391873 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro: 
Micromonosporaceae; Spirilliplanes. 

262968 Bacteria_16S 3945056 3945161 1 107 gi|219846262|ref|NR_025852.1 
strain PW2 16S ribosomal RNA, partial sequence 3944448 39458 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
262968 Bacteria_16S 3949439 3949544 1 107 gi| 219846259 |ref|NR_025849.1 


strain 101 16S ribosomal RNA, partial sequence 
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262968 Bacteria_16S 4103903 4104008 1 

HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
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finnii strain AKo-1 16S ribosomal RNA, partial sequence 


Thermoanaerobacter 
8 3883860 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Spirilliplanes 
6 Spirilliplanes 


monosporineae; 


Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 
Acetobacteraceae; 
219846240 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 


la. 
Rhodospirillum 
6 Rhodospirillum 


irillaceae; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
Rhizobium/Agrobac 
219846189 
4045996 4047515 Vibrio ezurae Bacteri 


terium group; Rhizobium. 


Vibrio ezurae strain 
Proteobacteria; 


Soehngenia 


4 Soehngenia 
Clostridiales Family XI. 


Incertae Sedis; 


Vibrio gallicus strain 
Proteobacteria; 


NR_025729.1 


Streptococcus minor 


262968 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


262968 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


262968 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


262968 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


262968 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


262968 Bacteria_16S 


lactatifermentans 
lactatifermentans 


262968 Bacteria_16S 


thermobenzoicum s 


4186666 41867711 107 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
4192797 4192902 1 107 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; Ba 
4198722 4198827 1 107 gi 
KCTC 3748 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Paenibacill 
4207756 4207861 1 107 gi 
strain 41 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clo 
ella. 


gi 


4218442 4218547 1 107 gi 
in L 46 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

4220021 4220126 1 107 gi 
strain G17 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
4230579 4230684 1 107 gi 
ubsp. thermosyntrophicum strain TPO 16 


219846085 


4186000 41874 
Vv 


onaceae; 
219846080 
41921 
ct 
219846076 
equence 
aceae; 
219846070 
sequence 
stridiales 


219846062 
uence 
Actinomy 


, 


219846061 
sequence 
st 
219846048 
S ribosoma 


eroidace 


Pae 


ridiales; 


ref|NR_025675.1| Vibrio superstes 
86 Vibrio superstes Bacteria; 

ibrio. 
ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides. 
ref|NR_025666.1 
198059 419951 
nibacillus. 

ref|NR_025660.1 
4207086 420854 
Clostridiales 


Bacteroides capillosus 
oides capillosus 


Paenibacillus 
0 Paenibacillus 


rs 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


, 

Actinomadura 
1 Actinomadura 
sporangineae; 


ref|NR_025652.1 
4217823 421929 
cetales; Strepto 


ref|NR_025651.1| Clostridium 
4219342 4220838 Clostridium 
; Clostridiaceae; Clostridium. 
ref|NR_025638.1| Desulfotomaculum 
1 RNA, partial sequence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


262968 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


262968 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


262968 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


262968 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


262968 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


262968 Bacteria_16S 


strain R18 16S ri 
Proteobacteria; A 


262968 Bacteria_16S 


strain M6 16S rib 
Proteobacteria; A 


262968 Bacteria_16S 


strain V2 16S rib 
Proteobacteria; A 


262968 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


262968 Bacteria_16S 


subsp. berkhoffii 
subsp. berkhoffii 


262968 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


262968 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


strain W1219 16S 
Firmicutes; Erysi 


262968 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


ptococcaceae; Desulfotomaculum. 
4239628 4239733 1 107 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
968643 968719 1 77 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 

3058255 3058296 1 42 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


, 


3576062 3576160 8 107 
ribosomal RNA, partial sequence 


gi 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3776706 3776810 2 107 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
acteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
dus. 

5210 5313 3 107 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
bosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

6672 6775 3 107 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
osomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

8129 8232 3 107 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
osomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

304724 304831 1 109 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
motogales; Thermotogaceae; Thermotoga. 

318380 318483 3 107 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

423577 423682 1 107 gi|265678772|ref|NR_029077.1| Bacillus algicola 
bosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
lales; Bacillaceae; Bacillus. 

780495 780598 3 107 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 


862842 862930 3 91 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
985448 985551 3 107 
6S ribosomal RNA, 


gi 


gi 


262968 Bacteria_16S 


1202299 1202406 1 109 gi 


219846042 
nce 42390 


265678398 
equence 
ae; Actino 


219846883 
sequence 


ia; Aeromo 


219846525 


3575389 35768 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
262968 Bacteria_16S 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


les; Methy 


ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_028700.1 

967981 969477 
mycetales; Strep 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Kitasatospora 
Kitasatospora 
tomycineae; 


ref|NR_026475.1 
3057592 305905 
nadales; Succini 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


ref|NR_026117.1| Legionella feeleii 
54 Legionella feeleii Bacteria; 


eplasma. 


265678470|ref|NR_028773.1| Bulleidia extructa 
862181 863659 Bulleidia extructa Bacteria; 
elotrichaceae; Bulleidia. 
265678387|ref|NR_028689.1| Acholeplasma vituli 
5 Acholeplasma vituli Bacteria; 
eplasma. 
228715358|ref|NR_027530.1| Thermotoga neapolitana 


DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 


Thermotogae; Ther 


motogales; Thermotogaceae; Thermotoga. 


262968 Bacteria_16S 


schoenbuchensis s 


schoenbuchensis B 
262968 Bacteria_16S 


mcbrellneri ATCC 


ATCC 49030 Bacter 


Brevibacteriaceae 


262968 Bacteria_16S 


strain IBS 506 16 


1232460 1232563 3 107 gi 


1261044 1261147 3 107 gi 
ia; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

2075373 2075476 3 107 


S ribosomal RNA, partial sequence 


v 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


262968 Bacteria_16S 


strain IBS 382 16 


2084626 2084729 3 107 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


262968 Bacteria_16S 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


262968 Bacteria_16S 


strain 91-4 16S r 


2223902 2224009 1 109 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
an 

2295642 2295745 3 107 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


262968 Bacteria_16S 


strain IBS 193 16 


2297108 2297211 3 107 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


262968 Bacteria_16S 


strain IBS 325 16 


2395538 2395641 3 107 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


262968 Bacteria_16S 


strain C-29 16S r 


2549545 2549648 3 107 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


262968 Bacteria_16S 


strain hl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
262968 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


strain F9251 16S 


2631059 2631164 1 
osomal RNA, partial sequence 


107 gi 


3699051 3699103 1 53 gi 
1105 16S ribosomal RNA, partial seque 


3893839 3893942 3 107 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


262968 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


strain A828 16S r 


4106994 4107097 3 107 
ibosomal RNA, partial sequence 


gi 


4108464 4108567 3 107 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


262968 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


262968 Bacteria_16S 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


262968 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


262968 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


262968 Bacteria_16S 


oligofermentans s 
oligofermentans B 


262968 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


262968 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


262968 Bacteria_16S 


strain CCUG 42773 
Actinobacteria; A 


262968 Bacteria_16S 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 


urinaehominis Bac 


in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

215224 215329 1 107 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
395734 395777 1 44 gi 
n 28-1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Tenuibac 
456076 456119 1 44 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 
497283 497326 1 44 gi 
M512/02/1 16S ribosomal RNA, partial 
ia; Firmicutes; Lactobacillales; Strep 
512627 512670 1 44 gi 
CCUG 47156 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
596089 596191 4 107 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
650939 651041 4 107 gi 


gi 


teria; Firmicutes; 


train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 


49030 16S ribosomal RNA, partial seque 


2074760 20762 


2084014 20854 


2295034 22964 


2296489 22979 


2394935 23963 


2548929 25503 


2630432 26317 


acteria; Deltaproteobacteria; Desulfov 
262968 Bacteria_16S 
3893217 38946 


4106362 41078 
icutes; Acholeplasmatales; Acholeplasmat 
262968 Bacteria_16S 
4107869 41092 


52189 52232 L 44 gi| 265679029 
bosomal RNA, partial sequence 51487 53037 
bacillales; Enterococcaceae; Enterococcus. 

135691 135793 4 107 gi| 265678972 


214535 21600 


219878271 
quence 

cteria; Rh 
219846707 
nce 12603 
Actinomyce 


219878139 


nellaceae; 
219878133 


nellaceae; 
219857583 
ence 22232 
teriales; 


219857533 


nellaceae; 
219857532 


nellaceae; 
219857463 


nellaceae; 
219857344 


nellaceae; 
219857238 


hodobacter 
219846437 
nce 36983 
ib 
219846299 


nellaceae; 
219846148 


aceae; A 
219846146 


nellaceae; 


1 sequence 
; Actinomy: 


265678919 


Halomonad 
265678791 
ence 39505 
illus. 
265678747 
equence 
Streptococ 
265678720 
sequence 
tococcacea 
265678710 
sequence 
ococcaceae 
265678655 
59545 
nomycineae 


rionales; 


ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref|NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Brevibacterium 
acterium mcbrellneri 
ineae; 


ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 

Bartonella. 
ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 

Bartonella. 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


ref|NR_025121.1| Bartonella bovis 
38 Bartonella bovis Bacteria; 
Bartonella. 
ref|NR_025120.1| Bartonella capreoli 
31 Bartonella capreoli Bacteria; 


Bartonella. 

ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 
Bartonella. 

ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 

ref|NR_024866.1| Methylarcula terricola 


92 Methylarcula terricola Bacteria; 
aceae; Methylarcula. 

ref|NR_026028.1| Desulfomicrobium 

59 3699831 Desulfomicrobium apsheronum 

; Desulfomicrobiaceae; Desulfomicrobium. 
ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref |NR_025738.1 
18 Acholeplasma 
choleplasma. 
ref|NR_025736.1| Bartonella chomelii 
43 Bartonella chomelii Bacteria; 


Acholeplasma pleciae 
pleciae Bacteria; 


Bartonella. 
ref|NR_029337.1| Enterococcus asini 
Enterococcus asini Bacteria; 
ref|NR_029280.1| Actinomyces 
135066 136444 Actinomyces 
cetales; Actinomycineae; 
ref|NR_029227.1| Halomonas elongata 


2 Halomonas elongata Bacteria; 


265678617 


aceae; Halomonas. 

ref|NR_029096.1| Tenuibacillus 

0 396528 Tenuibacillus multivorans 

ref|NR_029052.1] Streptococcus 
455417 456926 Streptococcus 

caceae; Streptococcus. 

ref|NR_029025.1] Streptococcus 
496622 498127 Streptococcus 

e; Streptococcus. 

ref|NR_029015.1] Streptococcus 
511957 513395 Streptococcus 

; Streptococcus. 

ref|NR_028960.1| Actinomyces funkei 

5 596820 Actinomyces funkei Bacteria; 

; Actinomycetaceae; Actinomyces. 

ref|NR_028922.1] Aerococcus 


650305 651625 Aerococcus 


Lactobacillales; Aerococcaceae; Aerococcus. 


262968 Bacteria_ 
strain M343/98/2 


262968 Bacteria_ 


strain HKU4 16S r 


Firmicutes; 
262968 Bacteria_ 
strain OS Hl 16S 


Lacto 


16S 673505 673607 4 107 gi 


ribosomal RNA, partial sequence 


265678600 
16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


nomycineae; Actinomycetace 
16S 775881 775924 1 44 gi| 265678529 |ref|NR_028833.1 
ibosomal RNA, partial sequence 775183 776694 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 
16S 850538 850643 1 107 gi| 265678479 |ref|NR_028782.1 


849874 85135 


ref |NR_028905.1 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Streptococcus sinensis 
sinensis Bacteria; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

262968 Bacteria_16S 897559 897602 1 44 gi|265678446|ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

262968 Bacteria_16S 916140 916183 1 44 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
262968 Bacteria_16S 962578 962621 1 44 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

262968 Bacteria_16S 1020679 1020722 1 44 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 1022232 1022275 1 44 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 1023803 1023846 1 44 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 1117543 1117586 1 44 gi|265678297|ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 1224841 1224884 1 44 gi|219878314|ref|NR_025453.1| Streptococcus 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 1323076 1323119 1 44 gi| 228715345 |ref|NR_027517.1| Streptococcus 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


262968 Bacteria_16S 
strain HKI 0122 1 
Bacteria; Actinob 


Beutenbergia. 


262968 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


262968 Bacteria_16S 
milosensis strain 
Firmicu 
262968 Bacteria_16S 
bernardiae strain 
bernardiae Bacter 


Bacteria; 


Arcanobacterium. 


262968 Bacteria_16S 
ATCC 49176 strain 
ATCC 49176 Bacter 
262968 Bacteria_16S 
phosphitoxidans s 
phosphitoxidans B 


Desulfotignum. 


262968 Bacteria_16S 


strain LMG 21727 
Firmicutes; 


subsp. 
equi subsp. 


Actinomycetaceae; 


262968 Bacteria_16S 


strain ATCC 19645 
Firmicutes; 


Lacto 
262968 Bacteria_16S 
ruminatorw 
rumin 
262968 Bacteria_16S 
cardiffensis stra 
cardiffensis Bact 


Lactobacillales; 


Streptococcus. 


1333808 1333910 4 107 gi 


acteria; Actinobacteridae; Actinomycet 


1410688 1410731 1 44 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1441468 14415111 44 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1457973 1458048 4 79 gi 
LcDc 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


11 


al 
Ac 


1510953 1510996 1 44 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1516837 1516912 1 76 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


gi 
e 
oc 


s 


1587964 1588007 1 44 


gi 
bacillales; Enterococcaceae; Enterococ 
1609483 1609526 1 44 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1738835 1738937 4 107 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1745050 1745093 1 44 gi 
16S ribosomal RNA, partial sequence 
Streptococcaceae; Streptococ 


cu 


11 


al 


’ 


228721490 
6S ribosomal RNA, partial sequence 13331481 
ales; 

224581432 
sequen 
Strep 


224581427 
ence 1 


224581414 


219846273 


219873435 
ct 


219878486 
16S ribosomal RNA, partial sequence 1587284 15887 


219878470 
pa 


219878382 


219878377 


ref|NR_027613.1 
32 Beutenbergia 
ococcineae; Beu 


3346 


Micr Rel 


ref|NR_027214.1 
1410019 141148 
ccaceae; Strepto 
ref|NR_027209.1 
88 1442278 Filoba 


ce 
toco 


4407 
us. 


ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


sequenc 
tinomyce 


ref|NR_025863.1 
1510256 151166 
Abiotrophia. 
ref|NR_025194.1 
1516159 151759 


sulfobacterales; 


sequence 
caceae; 


equence 
eria; De 


ref|NR_025625.1 
92 Enterococcus 
Ss. 
ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025521.1 
e 1738160 173968 
cetales; Actinom 


rtial se 
ales; St 


sequenc 
Actinomy 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Streptococcus 

6 Streptococcus 
coccus. 
Filobacillus 
cillus milosensis 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Desulfotignum 
6 Desulfotignum 


Desulfobacteraceae; 


Enterococcus italicus 


italicus Bacteria; 


Streptococcus equi 

3 1610272 Streptococcus 
Streptococcus. 
Actinomyces 

1 Actinomyces 

ycineae; 


ref|NR_025516.1 
1744369 1745812 Strept 
cus. 


Streptococcus ratti 
ococcus ratti Bacteria; 


262968 Bacteria_16S 1764763 1764806 1 44 gi|219878361|ref|NR_025500.1| Streptococcus 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 1901825 1901927 4 107 gi| 219878262 |ref|NR_025401.1| Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

262968 Bacteria_16S 1910525 1910627 4 107 gi|219878256|ref|NR_025395.1] Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

262968 Bacteria_16S 1951832 1951934 4 107 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
262968 Bacteria_16S 1954766 1954868 4 107 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

262968 Bacteria_16S 1975901 1975976 1 76 gi|219878211|ref|NR_025350.1| Desulfobacula 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 
262968 Bacteria_16S 2087714 2087757 1 44 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 

262968 Bacteria_16S 2104469 2104574 1 107 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

262968 Bacteria_16S 2259036 2259079 1 44 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 2343924 2344026 4 107 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

262968 Bacteria_16S 2417052 2417095 1 44 gi| 219857448 |ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 2495586 2495629 1 44 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 2589482 2589525 1 44 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

262968 Bacteria_16S 2592635 2592678 1 44 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

262968 Bacteria_16S 2664212 2664255 1 44 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
262968 Bacteria_16S 2665774 2665817 1 44 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 2924783 2924826 1 44 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 2962358 2962401 1 44 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 2963907 2963950 1 44 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 3024710 3024753 1 44 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

262968 Bacteria_16S 3064332 3064375 1 44 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 3216744 3216787 1 44 gi| 219846776 |ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 3310732 3310834 4 107 gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 


262968 Bacteria_16S 3364146 3364251 1 107 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 

262968 Bacteria_16S 3414124 3414226 4 107 gi|219846635|ref|NR_026227.1| Actinomyces israelii 
strain CIP 103259 16S ribosomal RNA, partial sequence 3413473 3414913 Actinomyces israelii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

262968 Bacteria_16S 3480149 3480251 4 107 gi|219846589|ref|NR_026181.1]| Actinomyces 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 3480915 Actinomyces 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

262968 Bacteria_16S 3602114 3602216 4 107 gi|219846505|ref|NR_026097.1]| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

262968 Bacteria_16S 3736308 3736351 1 44 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
262968 Bacteria_16S 3902953 3903058 1 107 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
262968 Bacteria_16S 3956947 3956990 1 44 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 

262968 Bacteria_16S 4086029 4086135 1 107 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

262968 Bacteria_16S 4129754 4129797 1 44 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

262968 Bacteria_16S 4238125 4238227 4 107 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

262968 Bacteria_16S 4242595 4242638 1 44 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

262968 Bacteria_16S 14138 14243 1 107 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

262968 Bacteria_16S 42938 42980 1 43 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

262968 Bacteria_16S 73393 73435 1 43 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

262968 Bacteria_16S 80682 80787 1 107 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

262968 Bacteria_16S 82162 82267 1 107 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

262968 Bacteria_16S 85224 85266 1 43 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

262968 Bacteria_16S 99002 99107 1 107 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
262968 Bacteria_16S 102107 102212 1 107 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

262968 Bacteria_16S 132641 132683 1 43 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 
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262968 Bacteria_16S 375796 375901 1 107 gi|265678804|ref|NR_029109.1 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

262968 Bacteria_16S 394243 394348 1 107 gi|265678792|ref|NR_029097.1 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribac 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 
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262968 Bacteria_16S 431293 431398 1 107 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

262968 Bacteria_16S 432891 432996 1 107 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

262968 Bacteria_16S 448284 448389 1 107 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

262968 Bacteria_16S 477190 477295 1 107 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

262968 Bacteria_16S 503492 503597 1 107 gi|265678716|ref|NR_029021.1]| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

262968 Bacteria_16S 511081 511186 1 107 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

262968 Bacteria_16S 526296 526401 1 107 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

262968 Bacteria_16S 544566 544608 1 43 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

262968 Bacteria_16S 559914 560019 1 107 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

262968 Bacteria_16S 572082 572187 1 107 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

262968 Bacteria_16S 578050 578155 1 107 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

262968 Bacteria_16S 585535 585640 1 107 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 609677 609782 1 107 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

262968 Bacteria_16S 665941 666046 1 107 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

262968 Bacteria_16S 693227 693312 21 107 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
strain IS1B 16S ribosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 

262968 Bacteria_16S 696268 696373 1 107 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

262968 Bacteria_16S 730983 731088 1 107 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

262968 Bacteria_16S 735503 735608 1 107 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

262968 Bacteria_16S 741674 741779 1 107 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

262968 Bacteria_16S 751561 751639 1 79 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

262968 Bacteria_16S 752936 753014 1 79 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

262968 Bacteria_16S 765081 765186 1 107 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

262968 Bacteria_16S 777388 777430 1 43 gi| 265678528 |ref|NR_028832.1| Gordonia 


paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 


776745 778221 Gordonia 


paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

262968 Bacteria_16S 789634 789676 1 43 
strain J72 16S ribosomal RNA, partial sequence 


gi| 265678519 
789013 79048 


ref |NR_028823.1| Gordonia sinesedis 
6 Gordonia sinesedis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

262968 Bacteria_16S 801984 802089 1 107 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

262968 Bacteria_16S 840138 840243 1 107 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 


strain U 16S ribo 
Bacillales; Bacil 
262968 Bacteria_16S 
strain AMX51 16S 


somal RNA, partial sequence 839468 us uzenensi 
laceae; Geobacillus. 
843099 843204 1 107 


ribosomal RNA, partial sequence 


840930 Geobacill s Bacteria; Firmicutes; 


gi|265678484 
842468 84394 


ref|NR_028787.1| Bosea minatitlanensis 
9 Bosea minatitlanensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

262968 Bacteria_16S 847754 847859 1 107 gi| 265678481 |ref|NR_028784.1| Paracoccus 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
262968 Bacteria_16S 852066 852108 1 43 gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

262968 Bacteria_16S 879228 879333 1 107 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 


marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
Prochlorococcaceae; Prochlorococcus. 
262968 Bacteria_16S 883856 883961 1 107 gi 
hydrothermale strain MT-96 16S ribosomal RNA, partial s 
hydrothermale Bacteria; Proteobacteria; 
Desulfacinum. 
262968 Bacteria_16S 889919 890023 1 107 gi| 265678451 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinomadura. 
262968 Bacteria_16S 899131 899236 1 


265678455 
equence 
Deltaproteobacteria; Synt 


NR_028757.1 
0 
rophobacterales; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


NR_028753.1| Actinomadura 
889276 890727 Actinomadura 
Actinomycetales; Streptosporangineae; 


107 gi|265678445|ref|NR_028747.1| Paenibacillus 


koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

262968 Bacteria_16S 909896 910001 1 107 gi|265678438|ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 917697 917739 1 43 gi| 265678433 |ref|NR_028735.1| Gordonia amicalis 


strain IEGM 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
262968 Bacteria_16S 919262 919304 1 43 
strain 213E 16S ribosomal RNA, partial sequence 


917039 918551 Gordonia amicalis Bacteria; 
Corynebacterineae; Gordoniaceae; Gordonia. 

gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 

918602 920113 Gordonia desulfuricans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
262968 Bacteria_16S 927048 927153 1 107 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 


psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

262968 Bacteria_16S 931558 931663 1 107 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
262968 Bacteria_16S 937756 937861 1 107 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 


elyakovii strain 


KMM 162 16S ribosomal RNA, partial sequence 


937095 93858 


8 


Pseudoalteromonas 


elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

262968 Bacteria_16S 956373 956478 1 107 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

262968 Bacteria_16S 957946 958051 1 107 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 


caldoxylosilyticu 


262968 Bacteria_16S 


s Bacteria; Firmicutes; Bacillales; 


1013048 1013153 1 107 gi 


Bacillaceae; 


265678369 


Geo 
ref 


bacillus. 
NR_028671.1 


Moraxella caviae 


strain GP1l1 16S ribosomal RNA, partial sequence 1012401 10138 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
262968 Bacteria_16S 1016040 1016145 1 107 gi| 265678367 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 10168 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
262968 Bacteria_16S 1017537 1017642 1 107 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


46 Moraxella caviae Bacteria; 
ae; Moraxella. 
ref|NR_028669.1| Moraxella catarrhalis 
38 Moraxella catarrhalis Bacteria; 


262968 Bacteria_16S 


strain IFM 10035 


262968 Bacteria_16S 


strain IFM 0784 1 


262968 Bacteria_16S 


strain IFM 0575 1 


262968 Bacteria_16S 


strain IFM 10084 


262968 Bacteria_16S 


262968 Bacteria_16S 


262968 Bacteria_16S 


desulfuricans str 


desulfuricans Bac 


262968 Bacteria_16S 


tukisamuensis str 


tukisamuensis Bac 
Nocardiaceae; 


Rho 


262968 Bacteria_16S 


1139 16S ribosoma 


Bacillales; Bacil 


262968 Bacteria_16S 


strain TO-931 16S 


Firmicutes; Clost 


1038976 1039018 1 43 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1040485 1040527 1 43 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
6S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1042023 1042065 1 43 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
6S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1043583 1043625 1 43 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1045139 1045181 1 43 gi| 265678348 |ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1052715 1052757 1 43 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1058809 1058914 1 107 gi|265678338|ref|NR_028640.1| Deferribacter 
ain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

1075260 1075302 1 43 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
ain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
dococcus. 

1087224 1087329 1 107 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
laceae; Bacillus. 

1100750 1100855 1 107 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

1103819 1103924 1 107 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 


262968 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


262968 Bacteria_16S 


strain ES10.1 16S 


262968 Bacteria_16S 


strain IMMIB R-14 


262968 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


tes; 


262968 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


262968 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


262968 Bacteria_16S 


13501 16S ribosomal RNA, 


Proteobacteria; B 


262968 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


262968 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


262968 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


262968 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacte 


262968 Bacteria_16S 


YIM 30243 16S rib 


262968 Bacteria_16S 
DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


ribosomal RNA, 
ridia; 


34 16S 
Actinobacteria; Actinoba 


osomal 
osomal 
acteria 


7241 16 
irmicut 


ockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
rales; 


partial seque 
Clostridiales; 
1131089 11311311 


ribosomal RNA, partial sequ 
Actinobacteria; Actinoba 


cteridae; Actinomycet 
1147755 1147797 1 


1164419 11645241 

RNA, partial sequence 
Clostridia; Clostridial 
1175072 1175150 1 

RNA, partial sequence 
; Gammaproteobacteria 
1184102 1184207 1 

S ribosomal RNA, part 
es; Clostridia; Clost 
1193136 11932411 
complete sequence 


1262485 1262527 1 


1309199 1309304 1 


1310672 1310777 1 


1313751 1313856 1 
16S ribos 


Thermoanaerobacterace 
1326124 1326166 1 


osomal RNA, partial sequence 


1350635 1350677 1 


nce 


43 
ence 
ales; 
43 


gi 


gi 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 


107 gi 


Stre 


1103152 11046 
Clostridiales Family XIII. 


253680769 


1130448 11319 
ptosporang 


253680758 
11471 


228720667 


1163739 11652 


es; Veillo 
79 gi 


nellaceae; 
228718578 


1174405 11758 


; Kangiell 
107 gi 
ial sequen 
ridiales; 

107 gi 


a. 
228717037 
ce 11834 
Ruminococc 
228715722 


1192457 1193978 Borde 


etaproteobacteria; Burkholderiales; Al 


43 gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


107 gi 


train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


aphilum Bacteria; Proteobacteria; Alph 


107 gi 
107 gi 
omal RNA, 

ae; Thermo 
43 gi 


caligenace 
219846681 

12618 
ales; Cory 
228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


228718892 
partial se 


anaerobact 
219846136 


1325499 13269 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 


43 gi 


228720546 


nebacterin 


Inc 
ref 


inea 
ref 


eae; 
ref 


Mit 
ref 


ref 


acea 
ref 
tell 
ae; 
ref 


neba 
ref 
ence 
ria; 
ref 
eque 


teri 


ref 
quen 


er. 
ref 


eae; 


21 Mogibacterium 


04 Nocardiopsis 


15 1148603 Nocar 


85 1184849 Anaer 


51 1263306 Dietzi 


44 Nocardia alba 


ertae Sedis; 
NR_028017.1 


e; Nocardiop 
NR_028006.1 
d 
Nocardiacea 
NR_027596.1 


suokella. 
NR_027574.1 


NR_027558.1 
° 
e; Anaerotru 
NR_027537.1 
a hinzii LMG 
Bordetella. 
NR_026273.1 


cterineae; D 
NR_027611.1 

130859 
Rhizobiales 


NR_027610.1 
nce 131006 


a; Rhizobial 


NR_027577.1 
ce 131309 


NR_025726.1 


Nocardiacea 


ref 


pumilum Bacteria; 
Mogibacterium. 
Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Nocardia ignorata 

ia ignorata Bacteria; 

e; Nocardia. 

Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Bordetella hinzii LMG 
13501 Bacteria; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 
Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Thermoanaerobacter 
4 1314606 


Nocardia alba strain 
Bacteria; 
e; Nocardia. 


NR_027594.1 


Gordonia bronchialis 


1349993 1351464 Gordonia bronchialis DSM 43247 


262968 Bacteria_ 


Och 149 16S ribos 


16S 1352121 1352226 1 
omal RNA, partial sequence 


107 gi 


228720499 
1351515 1352883 Roseobacter litoralis 


Roseobacter litoralis 
Och 149 Bacteria; 


ref|NR_027593.1 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 

262968 Bacteria_16S 1355180 1355285 1 107 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

262968 Bacteria_16S 1364057 1364162 1 107 gi|228719063|ref|NR_027579.1| Ruminococcus lactaris 


strain ATCC 29176 
F 


29176 Bacteria; 
262968 Bacteria_ 


strain HTCC2516 1 
Proteob 


Bacteria; 
262968 Bacteria_ 


strain STM678 16S 
B 


Proteobacteria; 
262968 Bacteria_ 


strain S-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


262968 Bacteria_ 


ferrooxidans stra 
Bacteria; Nitrosp 
262968 Bacteria_16S 
antarcticus strai 


Bacteria; 


Thalassobacter. 


Firmicutes; 
262968 Bacteria_16S 

stenotrophicus st 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobac 


16S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; Rhodobac 
16S 1388325 1388430 1 107 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
16S 1413701 1413806 1 107 gi 


Sphingomonadales; 


16S 1432193 1432298 1 107 gi 


1435252 1435357 1 107 gi 
Bacillales; Paenibacillaceae; 
1444506 1444611 1 107 gi 


rain 5SM22 16S ribosomal RNA, partial 


in L15 16S ribosomal RNA, partial sequence 1 
irae; Nitrospirales; Nitrospiraceae; Leptosp 
224581431 
4345 
llus. 


n 20CM 16S ribosomal RNA, partial sequence 1 
Paenibaci 
224581424 
sequence 
teria; 


13634 


terales; 
228716720 
1387667 13891 
rkholderiaceae; 
224581449 
1413085 1 
Sphing 
224581434 
4315 
iril 


4145 
omon 


Rhodobacterales; 


15 1364816 Ruminococcus lactaris ATCC 


irmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
16S 1370192 1370297 1 107 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
6S ribosomal RNA, partial sequence 1369567 1370984 Oceanicola granulosus HTCC2516 


Oceanicola. 
Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
Burkholderia. 

ref |NR_027233.1| Sphingobium cloacae 

01 Sphingobium cloacae Bacteria; 
adaceae; Sphingobium. 

ref|NR_027216.1| Leptospirillum 

17 1433000 Leptospirillum ferrooxidans 
lum. 
ref |NR_027213.1 
76 1436085 Paenib 


Rhodobacteraceae; 
ref|NR_027554.1 


Paenibacillus 
acillus antarcticus 


ref|NR_027205.1| Thalassobacter 
1443876 1445340 Thalassobacter 
Rhodobacteraceae; 


262968 Bacteria_16S 1447605 1447710 1 107 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

262968 Bacteria_16S 1455098 1455203 1 107 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
262968 Bacteria_16S 1465593 1465698 1 107 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

262968 Bacteria_16S 1468601 1468706 1 107 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 


strain DhA-35 16S 
Proteobacteria; 


Betaproteobacteria; Rhodocyclales; 


ribosomal RNA, partial sequence 


1467942 14694 
Rhodocyclaceae; 


14 Zoogloea resiniphila Bacteria; 
Zoogloea. 


262968 Bacteria_16S 1491411 14915161 107 gi| 219846902 |ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 1513822 1513927 1 107 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 


strain 34hsl1 16S 
Firmicutes; Bacil 


262968 Bacteria_16S 
strain PC18 16S r 
Clost 
262968 Bacteria_16S 
pseudovaccinii st 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae 


Firmicutes; 


Nocardiaceae; Noc 


262968 Bacteria_16S 


strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


262968 Bacteria_16S 


ribosomal RNA, partial sequence 


ridia; Clostridiales; Lachnospiraceae; 
1521302 15213441 43 gi 
rain DSM 43406 16S ribosomal RNA, part 


ardia. 
1528968 1529010 1 43 
S ribosomal RNA, partial sequence 


gi 
Strept 
1569624 1569729 1 


107 gi 


lusatiensis strain S1 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


262968 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


262968 Bacteria_16S 


lipocyclicus stra 


lipocyclicus Bacteria; Proteobacteria; Alphaproteobacte 
262968 Bacteria_16S 


acteria; Alphaproteobacteria; Rhizobiale 
1580230 1580335 1 107 gi 
CFNEI 156 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 

1581740 1581845 1 107 gi 
in CCUG 44693 16S ribosomal RNA, parti 


se 
a; 


al 
ri 


1610922 1611027 1 107 gi 


H 


ia 


1513128 15146 


219857434 
1528339 15297 
osporang 


219878173 
15690 
Phyll 
219878491 


Ss; 


quence 


219878490 
sequenc 
Rhodovari 


a; 


219878469 


antarcticus strain EL-88 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Roseisalinus. 


espellia. 
219857610 
1 sequence 1520665 152215 
; Actinomycetales; 


Rhizobi 


43 Bacillus odysseyi Bacteria; 


lales; Bacillaceae; Bacillus. 
1518294 1518399 1 107 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
ibosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 


Nocardia 
6 Nocardia 
Corynebacterineae; 


ref |NR_025199.1 


ref|NR_025022.1| Actinomadura spadix 
96 Actinoallomurus spadix Bacteria; 
ineae; Thermomonosporaceae; 


ref |NR_025312.1| Defluvibacter 

18 1570426 Defluvibacter lusatiensis 

obacteriaceae; Defluvibacter. 

ref|NR_025251.1| Sinorhizobium 
1579624 1581060 Sinorhizobium 

ales; Rhizobiaceae; 


ref |NR_025629.1 
e 1581111 158256 
us. 
ref|NR_025608.1| Roseisalinus 

1610323 1611743 Roseisalinus 


Rhodovarius 
8 Rhodovarius 


262968 Bacteria_16S 1612402 1612507 1 107 gi| 219878468 


ref 


NR_025607.1 


Loktanella 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

262968 Bacteria_16S 1626017 1626122 1 107 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

262968 Bacteria_16S 1630559 1630664 1 107 gi|219878456|ref|NR_025595.1| Bacillus gelatini 


strain LMG 21880 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 1633646 16337511 107 gi 
litoralis strain DSM 15406 16S ribosomal RNA, partial s 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria 
262968 Bacteria_16S 1635221 1635326 1 107 gi 
maitriensis strain S1 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
262968 Bacteria_16S 1639627 1639669 1 43 gi| 219878450 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 16404 
Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
262968 Bacteria_16S 1661100 16612051 107 gi| 219878434 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; 
262968 Bacteria_16S 1689966 1690071 1 107 gi|219878414 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 16892 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
262968 Bacteria_16S 1711452 17115571 107 gi| 219878400 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 17122 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
262968 Bacteria_16S 1722171 1722276 1 107 gi| 219878393 
strain NF11 16S ribosomal RNA, partial sequence 1721510 17230 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
262968 Bacteria_16S 1723712 1723817 1 107 gi| 219878392 
strain NF23 16S ribosomal RNA, partial sequence 1723051 17245 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
262968 Bacteria_16S 1737326 1737431 1 107 gi| 219878383 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 17381 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; O 


219878454 
equence 


, 


219878453 
ce 16345 


16S ribosomal RNA, partial sequence 1629885 16313 


Aeromona 


osporang 


P 


dobacter 


axellace 


axellace 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 
ref 


ae; 
ref 


1632974 163447 


dale Aeromonad 


30 1635961 Planoc 


inea 


1660434 16619 
aeni 


86 1690816 Plano 


00 Psychrobacter 


41 Psychrobacter 


NR_025593.1 


S; 
NR_025592.1 


NR_025589.1 


NR_025573.1 
a 
sporosarcin 
NR_025553.1 
c 


NR_025539.1 


e; Loktanell 
NR_025532.1 


Psychrobacte 
NR_025531.1 


Psychrobacte 
NR_025522.1 


e; Nocardiop 


69 Bacillus gelatini Bacteria; 


Oceanisphaera 
9 Oceanisphaera 


Planococcus 
occus maitriensis 


Sporosarcina 
6 Paenisporosarcina 


a. 


Planococcus 
occus rifietoensis 


a. 
Psychrobacter 
luti Bacteria; 
r. 
Psychrobacter 
fozii Bacteria; 
r. 


luti 


aceae; Oceanisphaera. 


Nocardiopsis aegyptia 
69 Nocardiopsis aegyptia Bacteria; 
saceae; Nocardiopsis. 


Loktanella salsilacus 
58 Loktanella salsilacus Bacteria; 
acea 


fozii 


Oleispira antarctica 
09 Oleispira antarctica Bacteria; 
leispira. 


262968 Bacteria_ 
strain DSM 44494 


262968 Bacteria_ 


16S 1740396 1740438 1 43 gi 


Stre 


16S 1748037 1748142 1 107 gi 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878380|ref|NR_025519.1| Nocardiopsis halophila 
36 Nocardiopsis halophila Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 


ref|NR_025514.1| Megamonas hypermegale 


ptosporang 
219878375 


strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 17488 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas 
262968 Bacteria_16S 1752575 1752680 1 107 gi| 219878372 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 1754124 1754229 1 107 gi 
agarivorans strain KMM 255 16S ribosomal RNA, partial s 


219878370 
equence 


agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

262968 Bacteria_16S 1778229 1778334 1 107 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

262968 Bacteria_16S 1779778 1779883 1 107 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

262968 Bacteria_16S 1800894 1800999 1 107 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

262968 Bacteria_16S 1808654 1808759 1 107 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

262968 Bacteria_16S 1810153 1810195 1 43 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
262968 Bacteria_16S 1836050 1836155 1 107 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

262968 Bacteria_16S 1852829 18528711 43 gi|219878299|ref|NR_025438.1| Thermobifida 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 


ref 


ref 


1753455 17549 


NR_025511.1 


NR_025509.1 
5 


68 Megamonas hypermegale Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 


1852181 1853675 Thermobifida 


Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


262968 Bacteria_16S 


strain ME102 16S 
Proteobacteria; 


strain 3S-1 16S r 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

262968 Bacteria_16S 1872676 1872781 1 107 gi| 219878286 |ref|NR_025425.1 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
262968 Bacteria_16S 1877165 1877207 1 43 gi| 219878283 |ref|NR_025422.1 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 187800 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

262968 Bacteria_16S 1888122 1888227 1 107 gi|219878273|ref|NR_025412.1 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 1887472 188893 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxe 
262968 Bacteria_16S 1891185 1891290 1 107 gi|219878270|ref|NR_025409.1 


strain DSM 11713 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 1892706 1892811 1 107 gi|219878269|ref|NR_025408.1 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 189204 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 1897388 1897493 1 107 gi|219878265|ref|NR_025404.1 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 18982 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

262968 Bacteria_16S 1911998 1912048 1 51 gi| 219878255 |ref|NR_025394.1 


strain DSM 12654 
Firmicutes; Bacil 


262968 Bacteria_16S 


strain LMG 18419 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

262968 Bacteria_16S 1947178 1947283 1 107 gi|219878230|ref|NR_025369.1 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

262968 Bacteria_16S 2032331 2032436 1 107 gi|219878174|ref|NR_025313.1 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

262968 Bacteria_16S 2098259 2098364 1 107 gi|219878123|ref|NR_025262.1 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 209908 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phylloba 
Nitratireductor. 

262968 Bacteria_16S 2099787 2099829 1 43 gi|219878122|ref|NR_025261.1 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocard 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioides. 

262968 Bacteria_16S 2115014 2115119 1 107 gi| 219857658 |ref|NR_025247.1 


strain TF-9 16S r 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 

262968 Bacteria_16S 2152792 2152897 1 107 gi|219857633|ref|NR_025222.1 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 215360 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Albidovulum. 

262968 Bacteria_16S 2154253 2154358 1 107 gi|219857632|ref|NR_025221.1 


strain H-8 16S ri 
Proteobacteria; A 


262968 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


262968 Bacteria_16S 


strain YIM 90003 
Actinobacteria; A 
Streptomonospora. 


262968 Bacteria_16S 


strain F829 16S r 
Actinobacteria; A 


262968 Bacteria_16S 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 


G 
262968 Bacteria_16S 


Thermobifida. 

1861946 1862051 1 107 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1871127 1871232 1 107 gi 
ibosomal RNA, partial sequence 


gi 


Ureibacillus. 
107 gi 


lales; Planococcaceae; 


1942516 1942621 1 


ibosomal RNA, partial sequence 


bosomal RNA, partial sequence 


ibosoma 
ctinoba 


1 RNA, partial sequence 


cteridae; Actinomycetales; Coryne 


219878293 
1861284 18627 
(e) 
219878287 
1870444 18719 


16S ribosomal RNA, partial sequence 1890504 18919 


16S ribosomal RNA, partial sequence 1911333 19128 


219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


2114343 21158 


2153652 21550 


2161153 21625 


Stre 


ref |NR_025432.1 


; Oleiphilus 
NR_025426.1 


leiphilaceae 


ref 


21 Ureibacillus 


ref |NR_025372.1 
47 Paenibacillus 


bacterineae; Nocardiacea 


2174007 2174049 1 43 gi 


219857619 


ptosporangineae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Acinetobacter parvus 
parvus Bacteria; 
ae 

Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Ureibacillus terrenus 


terrenus Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Nocardioides 
ioides aquiterrae 


Nocardioidaceae; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

2155751 2155856 1 107 gi|219857631|ref|NR_025220.1| Rubrobacter 
n LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
ria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 

Rubrobacter. 

2157311 2157353 1 43 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 

2161785 2161827 1 43 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Rhodococcus 


ref |NR_025208.1 
2173451 217485 


9 Rhodococcus 


aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rho 


dococcus. 


262968 Bacteria_16S 2183133 2183175 1 43 gi|219857611 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 


ref|NR_025200.1| Actinomyces 
182453 2183877 Actinomyces 


Ny 


hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 
262968 Bacteria_16S 2195244 2195286 1 43 gi| 219857602 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 


ref|NR_025190.1] Rhodococcus 
2194621 2196031 Rhodococcus 


maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rhodococcus. 
262968 Bacteria_16S 2225442 2225547 1 107 gi| 219857582 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 

daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
262968 Bacteria_16S 2233083 22331251 43 gi|219857577 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 22324 


ref|NR_025170.1| Paenibacillus 
2224766 2226278 Paenibacillus 


Paenibacillus. 
ref|NR_025165.1| Gordonia namibiensis 
22 2233905 Gordonia namibiensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


262968 Bacteria_16S 2245184 2245289 1 107 gi| 219857569 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 22445 


ref|NR_025157.1| Rhizobium indigoferae 
78 2245989 Rhizobium indigoferae 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 


Rhizobium. 
262968 Bacteria_16S 2252881 2252923 1 43 gi| 219857564 
strain KS9 16S ribosomal RNA, partial sequence 2252243 22536 


ref|NR_025152.1| Nocardiopsis composta 
96 Nocardiopsis composta Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


262968 Bacteria_16S 2256014 2256119 1 107 gi| 219857562 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 


ref|NR_025150.1] Desulfobulbus 
2255320 2256776 Desulfobulbus 


mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfobulbus. 


262968 Bacteria_16S 2266821 2266926 1 107 gi| 219857555 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 22676 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

262968 Bacteria_16S 2298629 2298734 1 107 gi|219857531 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 22993 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
262968 Bacteria_16S 2312274 2312379 1 107 gi|219857521 


subterraneus strain 34 16S ribosomal RNA, partial sequence 23115 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
262968 Bacteria_16S 2345472 2345577 1 107 gi| 219857497 
granivorans strain A30 16S ribosomal RNA, partial sequence 23447 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


262968 Bacteria_16S 2383379 23834211 43 gi|219857471 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 23827 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
262968 Bacteria_16S 2406170 2406275 1 107 gi| 219857456 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
262968 Bacteria_16S 2409251 2409293 1 43 gi|219857454 
salina strain YIM90002 16S ribosomal RNA, partial sequence 24085 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomonospora. 
262968 Bacteria_16S 2421666 2421708 1 43 gi| 219857445 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 

pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Nocardiaceae; Rhodococcus. 
262968 Bacteria_16S 2424724 2424829 1 107 gi| 219857442 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 24240 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halo 
262968 Bacteria_16S 2427637 2427742 1 107 gi| 219857439 
strain GB6 16S ribosomal RNA, partial sequence 2427049 24283 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 
262968 Bacteria_16S 2438156 2438198 1 43 gi| 219857429 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


262968 Bacteria_16S 2444262 2444367 1 107 gi| 219857423 
koreense strain JGO7 16S ribosomal RNA, partial sequence 24435 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
262968 Bacteria_16S 2496944 2496986 1 43 gi| 219857385 


strain DNP505 16S ribosomal RNA, partial sequence 2496307 24977 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
262968 Bacteria_16S 2500027 2500132 1 107 gi| 219857382 
strain MF63 16S ribosomal RNA, partial sequence 2499368 25008 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


ref|NR_025119.1| Idiomarina loihiensis 
96 Idiomarina loihiensis Bacteria; 
eae; Idiomarina. 
ref|NR_025109.1| Geobacillus 
80 2313074 Geobacillus subterraneus 


ref|NR_025085.1| Paenibacillus 
86 2346268 Paenibacillus granivorans 


ref|NR_025059.1| Nocardia abscessus 
52 2384208 Nocardia abscessus Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_025044.1] Caloramator 

2405537 2407016 Caloramator 
stridiaceae; Caloramator. 
ref|NR_025042.1| Streptomonospora 
77 2410105 Streptomonospora salina 
ptosporangineae; Nocardiopsaceae; 


ref |NR_025033.1] Rhodococcus 
2421026 2422502 Rhodococcus 
mycetales; Corynebacterineae; 


ref |NR_025030.1| Halothiobacillus 
42 2425535 Halothiobacillus kellyi 
thiobacillaceae; Halothiobacillus. 


ref|NR_025027.1| Oceanimonas baumannii 
44 Oceanimonas baumannii Bacteria; 

e; Oceanimonas. 
ref|NR_025017.1| Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_025011.1| Planomicrobium 

92 2445097 Planomicrobium koreense 


ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_024970.1| Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 

; Azoarcus. 


262968 Bacteria_16S 2510730 2510772 1 43 gi| 219857370 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 25100 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Nocardiopsis. 


ref|NR_024958.1| Nocardiopsis trehalosi 
68 2511541 Nocardiopsis trehalosi 
ptosporangineae; Nocardiopsaceae; 


262968 Bacteria_16S 
strain VKM Ac-145 


262968 Bacteria_16S 
strain Z 16S ribo 
Clostridia; Clost 
262968 Bacteria_16S 
strain LSv514 16S 
Proteobacteria; D 
262968 Bacteria_16S 
alkaliphilum stra 
Bacteria; Firmicutes; 
262968 Bacteria_16S 

strain DSM 12272 
Firmicutes; Clost 
262968 Bacteria_16S 
methoxybenzovoran 
methoxybenzovoran 
262968 Bacteria_16S 
strain CVL 16S ri 
Proteobacteria; D 
262968 Bacteria_16S 
mcmeekinii strain 
Bacteria; Firmicutes; 
262968 Bacteria_16S 

strain ACCC 19665 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; M 
262968 Bacteria_16S 2624932 2625037 1 107 gi| 219857248 |ref|NR_024878.1 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 262575 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 

Rhodanobacter. 

262968 Bacteria_16S 2634033 2634138 1 107 gi|219857236|ref|NR_024864.1 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 263479 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
262968 Bacteria_16S 2641721 2641826 1 107 gi|219857230|ref|NR_024858.1 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella 


Proteobacteria; D 
262968 Bacteria_16S 
campinasensis str 
campinasensis Bac 
262968 Bacteria_16S 
strain BS5-8 16S 
Proteobacteria; B 
262968 Bacteria_16S 
nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 
262968 Bacteria_16S 
subterraneus stra 
Bacteria; Proteob 
262968 Bacteria_16S 
strain MS1-3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


262968 Bacteria_16S 
strain IFM 10088 


262968 Bacteria_16S 
voinovskiensis st 
voinovskiensis Ba 
262968 Bacteria_16S 
strain SHK-1 16S 
Proteobacteria; D 
262968 Bacteria_16S 
okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 

262968 Bacteria_16S 
yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 
262968 Bacteria_16S 


eria; 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


ridiales; 


ridia; 


s Bacteria; 


2512237 2512279 1 


2515253 2515358 1 


2524349 2524454 1 


2527336 2527386 1 


Clostridia; 
2530390 2530495 1 


Clostridiales; 
2572529 2572634 1 
2614161 2614266 1 
2621867 2621972 1 


Bacillales; 
2623356 2623461 1 


2643298 2643403 1 
Firmicutes; 


2649386 2649491 1 


2656829 2656871 1 


2674889 2674994 1 


2677835 2677877 1 


2688334 2688376 1 


2697170 2697275 1 


Firmicutes; 


2713707 2713812 1 


2715228 2715333 1 
Proteobacteria; 


2719807 2719849 1 


2722850 2722955 1 


43 


7 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


107 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


in S1 16S ribosomal RNA, partial seque 


107 


s strain SR3 16S ribosomal RNA, partia 
Firmicutes; 


107 


bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


107 


S23F2 16S ribosomal RNA, partial sequ 
Planococcaceae; 


107 


16S ribosomal RNA, partial sequence 


eltaproteobacteria; Desulfobacterales; 


ain 324 16S ribosomal RNA, partial seq 
teria; 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 


Nocardioides. 


in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 


ribosomal RNA, partial sequence 
16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


rain TH13 16S ribosomal RNA, partial s 
cteria; 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhy 


in MD17 16S ribosomal RNA, partial seq 


rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 


Clostridia; 


gi| 219857369 


Stre 
gi 


pt 
219857367 


somal RNA, partial sequence 2514611 2516064 Calor 
Clostridiaceae; 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


cl 

219857286 
1 
os 
219857256 


gi 


cl 
gi 


2613469 26150 
Desulfov 


v 


219857251 
ence 26212 
microbium. 
219857249 
26227 


gi 


Plano: 
gi 


Desulfobacteraceae; Desul 

107 gi|219857229|ref|NR_024857.1 
uence 2642624 264413 

Bacillales; Paenibacillaceae; Paenibacillus. 

107 gi|219857225|ref|NR_024853.1 

2648722 26501 
ocyclaceae; Azonexus. 

43 gi|219857219|ref|NR_024847.1 
1 sequence 2656189 265766 
dae; Actinomycetales; Prop 

107 gi| 219857206 |ref|NR_024834.1 
ence 2674215 2675666 Thioba 
Dy 

43 gi|219857204|ref|NR_024832.1 

2677198 26786 
nebacterineae; Nocardiacea 
43 gi|219857197|ref|NR_024825.1 
891 
nebacterineae; Nocardiacea 
107 gi|219857190|ref|NR_024818.1 
equence 2696496 269800 
Bacillales; Bacillaceae; Anoxybacillus. 
107 gi|219857179|ref|NR_024807.1 
2713036 27145 
gromyxa. 

107 gi|219857178|ref|NR_024806.1 

uence 2714566 271605 
Gammaproteobacteria; Pseudomonadales; Mora 

43 gi|219857175|ref|NR_024803.1 
al sequence 2719156 272065 
ae; Actinomycetales; Coryn 

107 gi|219857173|ref|NR_024801.1 


25115 
osporang 


ostridiu 


sequence 
tridiale 


ref|NR_024957.1 
92 2513043 Nocar 
ineae; Nocardio 
ref|NR_024955.1 
amator coolhaas 


m. 
ref|NR_024917.1 

2571864 257337 
s; Clostridiace 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024881.1 


ref |NR_024879.1 
31 2624203 Mesorh 


d 
Pp 


i 


a 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Caloramator. 
107 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
2523668 2525153 Desulfotalea arctica Bacteria; 

Desulfobulbaceae; Desulfotalea. 

51 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
nce 2526673 2528174 Desulfotomaculum alkaliphilum 

Clostridiales; Peptococcaceae; Desulfotomaculum. 
107 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Clostridium 
7 Clostridium 
e; Clostridium. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Planomicrobium 


00 2622680 Planomicrobium mcmeekinii 


Mesorhizobium amorphae 

izobium amorphae 

esorhizobium. 
Rhodanobacter 

6 Rhodanobacter 

Xanthomonadaceae; 


Planomicrobium 
1 Planomicrobium 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Paenibacillus 
1 Paenibacillus 


Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Thiobacter 
cter subterraneus 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Anoxybacillus 
1 Anoxybacillus 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Nocardia 
4 Nocardia 
ebacterineae; 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


Alicyclobacillus 


2722161 2723688 Alicyclobacillus pomorum 


262968 Bacteria_ 
strain AM31D 16S 
Bacil 


Firmicutes; 


262968 Bacteria_ 


strain MKT 106 1 
Proteobacteria; 


262968 Bacteria_ 
baikonurensis str 
baikonurensis Bac 
Rho 


Nocardiaceae; 


262968 Bacteria_ 
nagasakiensis str 
nagasakiensis Bac 


Thermaerobacter. 


262968 Bacteria_ 


psychralcaliphil 
psychralcaliphil 
Dietziaceae; 


262968 Bacteria_ 


strain IFO 16295 
Actinobacteria; 


262968 Bacteria_ 


glycanilyticus s 


glycanilyticus Ba 
262968 Bacteria_ 
16S ri 


strain AP3 
Proteobacteria; 
262968 Bact 
strain IFO 13911 
Actinobacteria; 

262968 Bact 
strain IFO 14915 
Actinobacteria; 

262968 Bact 
strain IFO 12512 
Actinobacteria; 


262968 Bacteria_ 


consettensis str 
consettensis Bac 
Micromonosporace 


262968 Bacteria_ 


strain MK703-102 
Actinobacteria; 


262968 Bacteria_ 


kururiensis stra 
Bacteria; Proteo 


262968 Bacteria_ 


strain ATCC 7006 
Firmicutes; Clos 


262968 Bacteria_ 


IFO15715 16S rib 
Bacillales; Baci 


262968 Bacteria_ 


marianensis stra 
marianensis Bact 
Thermaerobacter. 


262968 Bacteria_ 


strain SJS0289-J 
Actinobacteria; 


262968 Bacteria_ 


carotinifaciens 
carotinifaciens 
Paracoccus. 


262968 Bacteria_ 


multiglobuliferu 
multiglobuliferu 


262968 Bacteria_ 


strain IFO 16068 
Actinobacteria; 


262968 Bacteria_ 


strain BS 16S ri 
Firmicutes; Clos 


Diet 


eria_ 


eria_ 


eria_ 


16S 2725940 2726045 1 107 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

16S 2740895 2741000 1 107 
6S ribosomal RNA, partial sequence 
G 
16S 2746780 2746822 1 43 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

16S 2757242 2757347 1 107 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


gi 


gi 


16S 2767665 2767707 1 43 gi 
a strain ILA-1 16S ribosomal RNA, parti 
a Bacteria; Actinobacteria; Actinobacte 
zia. 
16S 2770706 2770748 1 43 gi 
Actinobacteridae; Actinomycetales; Cory 
16S 2778412 2778517 1 107 gi 
train DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
16S 2779879 2779984 1 107 gi 
bosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Thi 
16S 2800825 2800930 1 107 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 2802346 2802451 1 107 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 2803867 2803972 1 107 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 2806911 2807016 1 107 gi 
ain IFO 14913 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae 
ae; Actinoplanes. 

16S 2834109 28341511 43 gi 
Fl 16S ribosomal RNA, partial sequence 

Actinobacteridae; Actinomycetales; Cory 
16S 2835665 2835770 1 107 gi 
in KP23 16S ribosomal RNA, partial sequ 
bacteria; Betaproteobacteria; Burkholde 
16S 2846339 2846444 1 107 gi 
97 16S ribosomal RNA, partial sequence 

tridia; Clostridiales; Clostridiales Fa 
16S 2879052 2879157 1 107 gi 
fo) 
llaceae; Bacillus. 

16S 2904812 2904917 1 107 gi 
in 7p75a 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostridi 


16S 2906322 2906364 1 43 gi 
S1 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 2926146 2926251 1 107 gi 
strain E-396 16S ribosomal RNA, complet 
Bacteria; Proteobacteria; Alphaproteoba 


16S 2935191 2935296 1 107 gi 
m strain IFO 13614 16S ribosomal RNA, p 
m Bacteria; Proteobacteria; Gammaproteo 
16S 2954815 2954857 1 43 gi 


Actinobacteridae; Actinomycetales; Cory 
16S 2976131 2976236 1 107 gi 
bosomal RNA, partial sequence 
tridia; Clostridiales; 


Clostridiaceae; 


2725265 27 


2740223 27 
ammaproteobacteria; Alteromonadales; Alt 


16S ribosomal RNA, partial sequence 2770058 27 


2779259 27 


16S ribosomal RNA, partial sequence 2800187 28 


16S ribosomal RNA, partial sequence 2801710 28 


16S ribosomal RNA, partial sequence 2803231 28 


somal RNA, partial sequence 2878366 2879894 Bacil 


16S ribosomal RNA, partial sequence 2954180 29556 


219857170 
267 


ref 


219857160 
416 
eromonad 
219857156 
equence 
e; Acti 


ref 


ref 


219857148 
al sequenc 
diales; Cl 


ref 
ostr 
219857139 


al sequenc 
ridae; Act 


ref 


219857137 
715 
nebacterin 
219857131 
equence 
acillaceae 
219857130 
806 
otrichacea 
219857116 
016 
omonospori 
219857115 
031 
omonospori 
219857114 
047 
omonospori 
219857112 
1 sequence 
; Actinomy 


ref 


eae; 
ref 
7 Pa 
ref 


eT 
ref 


neae 
ref 


neae 
ref 


neae 
ref 


ceta 


219856901 
28334 
nebacterin 
219856900 
ence 28349 
riales; Bu 
219856893 
28456 
mily XIII. 
219856872 


ref 


eae; 
ref 


rkho 
ref 


Inc 
ref 
lus 


219856853 
uence 
ales; 


ref 


Clostrid 
219856852 
29056 
nebacterin 
219856839 
e sequence 
cteria; Rh 


ref 


eae; 
ref 


odob 


219856833 
artial seq 
bacteria; 

219856820 


ref 
uenc 
Ocea 
ref 


nebacterineae; 


2746146 27474 
nomycet 


e 2756546 27580 


e 2767023 27685 
inomycetales; C 


2777747 27792 


59 Actinoplanes 


80 Actinoplanes 


01 Actinoplanes 


2806275 28077 


66 2834941 Nocar 


92 2836452 Burkh 


66 2847142 Mogib 


2904128 29056 


66 2907143 Willi 


NR_024798.1 


NR_024788.1 


e; Agarivor 
NR_024784.1 
9 
ales; Coryne 
NR_024776.1 
5 


idiales Fami 


NR_024767.1 
0 
fe) 


NR_024765.1 


Nocardiacea 
NR_024759.1 
0 


enibacillus 
NR_024758.1 


hiothrix. 
NR_024744.1 
; Micromonos 
NR_024743.1 
; Micromonos 
NR_024742.1 
; Micromonos 
NR_024740.1 
4 
les; Micromo 
NR_024722.1 
d 
Nocardiacea 
NR_024721.1 
° 
lderiaceae; 
NR_024712.1 
a 
ertae Sedis; 
NR_024691.1 
flexus Bacte 


NR_024672.1 
1 
iales Family 
NR_024671.1 
a 
Williamsiac 
NR_024658.1 


2925520 292697 


acterales; R 


NR_024652.1 
e 293453 
nospirillale 
NR_024639.1 


Gordoniacea 


219846939|ref 


Clostridium. 


NR_026531.1 


a 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 
acea 


ns. 
Rhodococcus 

3 Rhodococcus 

bacterineae; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Dietzia 
5 Dietzia 


rynebacterineae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Paenibacillus 
8 Paenibacillus 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

5 Actinoplanes 

nosporineae; 


Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Burkholderia 

lderia kururiensis 

Burkholderia. 

Mogibacterium vescum 

cterium vescum Bacteria; 

Mogibacterium. 
Bacillus flexus strain 

ria; Firmicutes; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Paracoccus 

1 Paracoccus 

hodobacteraceae; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Clostridium ultunense 


2975480 2976925 Clostridium ultunense Bacteria; 


262968 Bacteria_16S 


strain 10.268-1 1 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


262968 Bacteria_16S 


strain IFO 15059 


flavithermus stra 
flavithermus Bact 


262968 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


262968 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


262968 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


262968 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


262968 Bacteria_16S 


strain HKI 0136 1 
Actinobacteria; A 


262968 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


262968 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


262968 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


262968 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


262968 Bacteria_16S 


strain DSM 11603 
Proteobacteria; A 


262968 Bacteria_16S 


strain N2 16S rib 
Proteobacteria; A 


262968 Bacteria_16S 


strain Nl 16S rib 
Proteobacteria; A 


262968 Bacteria_16S 


strain DSM 12081 
Proteobacteria; B 
denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


262968 Bacteria_16S 
n LMG 1 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


262968 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


etaprot 
262968 Bacteria_16S 


teria; 


2985271 2985313 1 43 2 


gi 


2986793 2986835 1 43 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2988319 2988361 1 


2 


43 2 


gi 


2998971 2999076 1 107 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3012597 3012639 1 43 gi 
n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3023179 30232211 43 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3032292 3032397 1 


1 


107 gi 
ridiales; Clostridiaceae; Clostridium. 
3033813 3033918 1 107 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3039907 3039949 1 43 gi 


ctinobacteridae; Actinomycetales; Cory 
3047575 3047680 1 107 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3053660 3053765 1 107 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3085315 3085420 1 107 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


se 
ro 


er 


al 
ri 


3086760 3086865 1 107 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


ue 
er 


3106230 3106335 1 
16S rib 
lphaproteobacteria; Rhizobiales; 
3107707 3107812 1 107 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3109171 31092761 107 gi 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3113718 3113823 1 107 gi 
16S ribosomal RNA, complete sequence 
eobacteria; Rhodocyclales; Rhod 
3124351 3124456 1 107 gi 
ain DSM 1869 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobact 


107 gi 


Phyllob 


gi 


ho 


ho 


oc 


1 
er 


3131706 31318111 107 gi 
1892 16S ribosomal RNA, partial 


oteobacteria; Alphaproteobacter 


s 


ria; Pr ia 


3134696 3134801 1 107 gi 


262968 Bacteria_16S 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
262968 Bacteria_16S 


ne 


ar 
da 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
262968 Bacteria_16S 


ne 


219846908 
sequence 
er 


219846901 
somal RNA, partial sequence 3031628 3033115 Clost 


219846900 
eq 
id 
219846896 
6S ribosomal RNA, partial sequence 3039256 30407 


ne 
219846890 


219846886 
3052993 30544 


219846865 


219846864 


219846851 
osomal RNA, partial sequence 3105629 31070 


219846 
3107102 31085 


219846 
3108566 31099 


219846 


219846839 


219846834 


219846832 


19846933 


19846932 
e; 


19846931 


equence 
e; 


nce 


idae; Ac 


uence 


iales; C 


bacterin 


quence 
coccacea 


iaceae; 


sequenc 
a; Rhodo 


nce 


ia; Rhod 


acteriac 
850 


dobacter 
849 


dobacter 
846 

31130 
yclaceae 


sequence 
ia; Rhiz 


equence 
Rhizob 


’ 


ribosomal RNA, partial sequence 3134094 31355 
lphaproteobacteria; Rhodobacterales; Rhodobacter 
3136230 3136335 1 107 gi| 219846831 


bacterin 


tial seq 
Actin 


bacterin 
219846924 
s 
ea Anoxy 
219846915 
ue 


Actinomyc 


ref|NR_026525.1 
Nocardiace 
NR_026524.1 
e 298615 
etales; Cor 


eae; 
ref 
uenc 
omyc 
ref |NR_026523.1 
eae; Gordoniace 
ref|NR_026516.1 

2998293 299981 
bacillus. 
ref|NR_026507.1 

3011945 301344 
etales; Propion 


ref|NR_026500.1 
3022528 302398 
tinomycetales; 


ref 
ridi 


NR_026493.1 
um indolis B 


ref|NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref |NR_026488.1 


eae; Gordoniacea 
ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref |NR_026478.1 


Formivibrio. 
ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


ref|NR_026456.1 
3086162 308755 
obacterales; Rho 


ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref|NR_026442.1 


acea 
ref 


e; Rhodovulu 
NR_026441.1 


aceae; Rhodovulu 
ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref |NR_026431.1 
123738 312518 
obiales; Hyphomi 


w 


ref|NR_026426.1 
131100 313253 


iales; Phyllobac 


w 


ref|NR_026424.1 


aceae; Paracoccu 


sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfocapsa. 


Y 


i 


Cc 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
a 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 
a 


e; Skermania. 
Anoxybacillus 
6 Anoxybacillus 


Marmoricola 
1 Marmoricola 
bacterineae; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Clostridium indolis 
acteria; Firmicutes; 


Clostridium 
4 Clostridium 
lostridium. 

Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Facklamia 
3 Facklamia 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Mesorhizobium 
6 Mesorhizobium 


teriaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 


NR_026423.1 
135552 313703 


ref 
2 


Desulfocapsa 
3 Desulfocapsa 


262968 Bacteria_16S 
mal RNA, partial sequence 


617-93 16S riboso 
Bacillales; Bacil 


262968 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


262968 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


262968 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 


262968 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


262968 Bacteria_16S 
osomal RNA, partial sequence 


ATCC19120 16S rib 
Bacillales; Liste 


262968 Bacteria_16S 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


262968 Bacteria_16S 


strain DSM 40297 


3140725 3140830 1 


lales Family XI. 
3142284 3142389 1 


lales; 
3157619 31577241 
DSM 40 
ia; Firmicutes; 
3180255 3180360 1 


3200268 3200310 1 
e; Corynebacterium. 
3241005 32411101 


ridia; Clostridiales; 
3245657 3245762 1 


riaceae; Listeria. 
3256016 3256058 1 


Nocardiopsis. 
3257529 32575711 


Incertae Sedis; 


Clostridia; 


107 


3140051 3141558 Gemel 
Gemel 


107 


S ribosomal RNA, partial sequence 
Bacillales Family XI. 


107 


24 16S ribosomal RNA, partial sequence 
Clostridiales; 


107 


8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
262968 Bacteria_16S 
rain CCUG 35717 16S ribosomal RNA, partial seque 
M 44385 Bacteria; Actinobacteria; Actinobacterid 


Facklamia. 


43 


107 


ibosomal RNA, partial sequence 
Clostridiaceae; 


107 


43 


43 


16S ribosomal RNA, partial sequence 3256883 32583 


Actinobacteria; Actinobacteridae; Actinomycetales; 


262968 Bacteria_16S 


strain DSM 43377 
Actinobacteria; A 


262968 Bacteria_16S 


dassonvillei subs 
Actinomycetales; 


hydrogenotrophica 
hydrogenotrophica 


262968 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


262968 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


strain B 16S ribo 
Clostridia; Clost 


262968 Bacteria_16S 


strain DSM 44140 


strain DSM 43151 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


262968 Bacteria_16S 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 
proteoclasticus Bacteria; 
262968 Bacteria_16S 
longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 
262968 Bacteria_16S 

carneum strain DSM 44125 16S ribosomal RNA, partial sequence 


carneum Bacteria; 


3259041 3259083 1 


ctinobacteri 
3260551 3260593 1 
p.- 


3298541 3298646 1 
strain S5a3 
Bacteria; Firmicutes; 
3300051 3300156 1 


teria; Proteobacteria; 
3301583 3301688 1 


Blautia. 
3321316 3321358 1 


ridiales; 


3333491 3333596 1 


3348652 3348757 1 


3365675 3365780 1 


Firmicutes; 


3367132 33671741 


Streptosporangium. 
3370128 33701701 


Streptosporangium. 


262968 Bacteria_16S 
album strain DSM 43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangium 


3371627 3371669 1 


Clostridia; 


43 


16S ribosomal RNA, partial sequence 3258396 32598 
dae; Actinomycetales; 


43 


albirubida strain DSM 40465 16S ribosomal RNA 
Nocardiopsis dassonvillei subsp. 


107 


6 16S ribosomal RNA, partial 
Clostridia; 


107 


ain RB-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


107 


43 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
262968 Bacteria_16S 


107 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
262968 Bacteria_16S 


107 


3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


107 


43 


43 


43 


Incertae 


Clostridiales; 


gi|219846828 
la. 
gi|219846827 
3141609 31431 
Sedis; 
gi|219846817 
Lachn 
219846801 
31795 


gi 


gi|219846788 


gi|219846760 
3240430 32418 
Thermobrac 
gi|219846757 
3244997 32464 


219846750 
sequence 
Actinomyc 


gi 


gi|219846749 
Streptosporang 
gi|219846748 


Streptosporang 
gi| 219846747 


Nocardiops 
219846722 
sequenc 
Clostridiales 
gi|219846721 


gi 


Thio 


gi|219846720 


gi|219846705 
gi| 219846696 


219846685 
33480 


gi 


gi|219846673 


219846672 
sequence 


gi 


gi|219846670 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; 


Clostridiaceae; 


Actinomycetales; 


ref|NR_026420.1 


ref|NR_026419.1 


ref|NR_026409.1 

3156952 315844 
ospiraceae. 
ref |NR_026393.1 


ref 
nce 
ae; 


NR_026380.1 
319961 


ref |NR_026352.1 
hium. 
ref |NR_026349.1 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
, partial sequen 


is. 

ref |NR_026314.1 

e 3297885 329934 

; Blautia. 

ref |NR_026313.1 
3299393 330087 

trichales; Pisci 


ref |NR_026312.1 
ia schinkii Bact 
ref |NR_026297.1 
Gordoniacea 
ref|NR_026288.1 
00 Actinoplanes 
Micromonos 


ref|NR_026277.1 


ref |NR_026265.1 


336503 


ref|NR_026264.1 
3366504 336795 
Streptos 


ref|NR_026262.1 
3369499 337094 
Streptospora 


gi|219846669 


la bergeri Bacteria; 


Gemella bergeri strain 
Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Desulfotomaculum 
6 Desulfotomaculum 


Facklamia hominis 


83 3181087 Facklamia hominis Bacteria; 


Corynebacterium 
4 3201013 Corynebacterium 


Actinomycetales; Corynebacterineae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; 
262968 Bacteria_16S 


Blautia 
2 Blautia 


Methylophaga 
9 Methylophaga 


rickettsiaceae; 


Blautia schinkii 
eria; Firmicutes; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Micromonospora 


02 3349477 Micromonospora coerulea 
Micromonosporineae; 


Micromonosporaceae; 


Caloramator 

4 3366453 Caloramator 
Caloramator. 
Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


ref|NR_026261.1 


Streptosporangium 


3370999 3372445 Streptosporangium album 
Streptosporangineae; 


Streptosporangiaceae; 


262968 Bacteria_16S 
strain DSM 44015 
Bacteria; Actinob 
262968 Bacteria_16S 
nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 
262968 Bacteria_16S 


3380789 3380831 1 
16S ribosomal RNA, 


43 


3421552 3421657 1 107 


eria; Proteobacteria; 


3425996 3426101 1 107 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 
262968 Bacteria_16S 
amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 
262968 Bacteria_16S 
xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 
262968 Bacteria_16S 
radioresistens DS 
Bacteria; Proteob 
262968 Bacteria_16S 
strain DSM 6964 1 
Proteobacteria; G 
262968 Bacteria_16S 3441987 3442092 1 107 
haemolyticus strain DSM 6962 16S ribosomal RNA, 
haemolyticus Bacteria; Proteobacteria; 
Acinetobacter. 
262968 Bacteria_16S 3443497 3443602 1 
baumannii strain DSM 30007 16S ribosomal RNA, 
baumannii Bacteri 
262968 Bacteria_16S 
ruminis strain DS 
Bacteria; Firmicutes; 
262968 Bacteria_16S 
strain DSM 43205 


3431816 3431858 1 43 


e; Corynebacterium. 


3433265 3433307 1 43 


3437459 3437564 1 107 


3440478 3440583 1 107 


107 


3445038 3445143 1 107 
Clostridia; 


3472560 3472602 1 43 


262968 Bacteria_16S 
strain DSM43338 


3474095 34741371 
16S ribosomal RNA, 


43 


262968 Bacteria_16S 
strain DSM 4954 1 


3475618 3475660 1 43 


262968 Bacteria_16S 3477145 3477187 1 43 
marinonascens str 
marinonascens Bac 
Nocardiaceae; Rhodococcus. 


262968 Bacteria_16S 3525568 3525673 1 


107 


strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 35264 
Clostridiaceae; 


Firmicutes; Clostridia; Clostridiales; 


262968 Bacteria_16S 3534689 3534794 1 107 


pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial s 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bac 


262968 Bacteria_16S 3537814 3537919 1 107 
strain DSM 8722 1 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
262968 Bacteria_16S 3544066 35441711 107 
strain DSM 8715 1 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
262968 Bacteria_16S 3551752 3551857 1 107 
strain IndiB4 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
262968 Bacteria_16S 3583538 3583643 1 
thermopalmarium s 
thermopalmarium Bacteria; 


262968 Bacteria_16S 


107 


Firmicutes; Clostridia; 
3585126 35852311 107 


faecium strain ACM 3679 16S ribosomal RNA, partial sequ 
Clostridiales; Veillo 


Bacteria; Firmicutes; Clostridia; 
262968 Bacteria_16S 3586679 3586784 1 107 
strain JB13 16S ribosomal RNA, partial sequence 


gi 


complete sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


in NCIMB 8614 16S ribosomal RNA, parti 
Gammaproteobacte 


gi 


gi 


CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


gi 


CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


gi 


6S ribosomal RNA, partial sequence 3439822 344 
ammaproteobacteria; Pseudomonadales; Mor 


gi 


complet 
Gammaproteobacte 


gi 


complete 
a; Proteobacteria; Gammaproteobacteria; 


gi 


M 9236 16S ribosomal RNA, partial sequ 
Clostridiales; Veillo 


gi 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 3537139 35386 


gi 


6S ribosomal RNA, complete sequence 3543393 35448 


gi 


3551089 35526 
Clostridiaceae; 


gi 


train BVP 16S ribosomal RNA, partial s 
Clost 


gi 


gi 


219846662 
33801 
ales; 
219846630 
al 
ria; 
219846627 
equence 


219846623 
sequence 
Ac 


219846621 
ence 34326 
ales; 


219846618 
ence 34368 
nadales; 
219846616 
12 
axellace 
219846615 
e sequence 
ria; Pse 


219846614 
sequence 
; Pseudomo 
219846613 
ence 34443 
nellaceae; 
219846594 


nebacterin 
219846593 

34734 
nebacterin 
219846592 


nebacterin 
219846591 
al sequenc 
e; 


219846559 


Clostridiu 
219846553 
equence 
illaceae; 
219846551 


219846547 


219846542 


Caloramato 
219846520 
equence 
ridiales; 
219846519 
ence 35844 
nellaceae; 


Cory 


sequenc 
Alter 


Alteromon 


tinomyce 


Cory 


M 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 
ref 


ref 


nada 
ref 


Suc 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


ref 


m. 
ref 


Baci 


ref 


ref 


ref 


ry 
ref 


Clos 
ref 


Pha 


219846518 


49 3381618 Gordo 
neba 


e 3420894 34223 


omon 


3425334 34 
adal 


3431175 34 
tale 


26 3433942 Co 
neba 


03 3438261 Acine 
orax 


80 Acinetobacter 


3441331 34427 
udomon 


3442841 34442 


50 3445854 Succi 


44 3474924 Rhodo 


e 3476498 347797 
Actinomycet 


3534017 35355 


3582883 358438 


36 3585946 Phasco 


NR_026254.1 
n 
cterineae; 
NR_026222.1 
2 
adales; Pseu 
NR_026219.1 
2676 
es; Pseudoal 
NR_026215.1 
3257 
s; Corynebac 
NR_026213.1 
ryn 
e; 


Qo 


cterinea 


NR_026210.1 
ed 
ellaceae; Ac 
NR_026208.1 


Acinetobacte 
NR_026207.1 
9 
adales; Mora 
NR_026206.1 
9 
les; Moraxel 
NR_026205.1 
n 
ciniclasticu 
NR_026186.1 


Nocardiacea 
NR_026185.1 
c 

Nocardiacea 
NR_026184.1 


Nocardiacea 
NR_026183.1 


ales; Coryne 


NR_026151.1 


NR_026145.1 
3 
llus. 
NR_026143.1 


NR_026139.1 


NR_026134.1 


NR_026112.1 


tridiaceae; 
NR_026111.1 


scolarctobac 


ref 


G 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter junii 
junii Bacteria; 
an 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Succiniclasticum 
iclasticum ruminis 
m. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Clostridium 
5 Clostridium 


Clostridium. 


Phascolarctobacterium 
larctobacterium faecium 


terium. 


NR_026110.1 


Methylomonas fodinarum 


3585997 3587456 Methylomonas fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 


262968 Bacteria_16S 


celerecrescens strain DSM 5628 16S ribosomal RNA, partial 
celerecrescens Bacteria; 


262968 Bacteria_16S 
strain LMG 7837 1 


Sinorhizobium. 
262968 Bacteria_16S 
strain NCIMB 629 

Firmicutes; Bacil 
262968 Bacteria_16S 
strain DSM 50071 
Bacteria; 
262968 Bacteria_16S 


tamworthensis strain Benl03 16S ribosomal RNA, partial 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Amaricoccus. 
262968 Bacteria_16S 


strain H152 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


262968 Bacteria_16S 
arcticus strain 2 
Bacteria; 
262968 Bacteria_16S 


verrucosospora strain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
262968 Bacteria_16S 
strain FD 25934 1 


Actinomadura. 
262968 Bacteria_16S 
luteofluorescens 
luteofluorescens 
Thermomonosporaceae; 
262968 Bacteria_16S 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
262968 Bacteria_16S 
strain IFO 14525 


262968 Bacteria_16S 
strain IFO 14345 


262968 Bacteria_16S 


strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 


262968 Bacteria_16S 


AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 


262968 Bacteria_16S 


parapertussis strain 522 16S ribosomal RNA, partial sequence 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; 


262968 Bacteria_16S 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial 
bronchiseptica Bacteria; 


262968 Bacteria_16S 


hydrothermalis strain R3 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 


Halothiobacillus. 
262968 Bacteria_16S 
strain 2917B 16S 
Firmicutes; Bacil 
262968 Bacteria_16S 
strain ATCC 10379 
Bacteria; 
262968 Bacteria_16S 


strain B9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


262968 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


3598977 3599082 1 


Firmicutes; 
3603602 3603707 1 


6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


3609662 3609767 1 


16S ribosomal RNA, partial sequence 3608971 36104 
lales; 


Planococcaceae; 
3629062 3629166 1 


3655026 36551311 


3656503 3656608 1 


3682474 3682579 1 


38 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


3724650 3724692 1 


Actinomadura. 
3727564 3727669 1 


6S ribosomal RNA, partial sequence 3726957 372 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3729018 3729060 1 


strain 04745 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3733392 3733434 1 


Actinomadura. 
3737769 37378111 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3739233 3739338 1 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3748013 3748055 1 


3788712 3788817 1 


3805345 3805450 1 


3806859 3806964 1 


Proteobacteria; 
3816085 3816190 1 


Proteobacteria; 


3872128 3872233 1 


ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 


3873715 3873820 1 


16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family XI. 


3898499 3898604 1 


3930521 3930626 1 


complete sequence 


107 gi|219846508 


36283 


107 219846468 


sequence 


gi 


107 gi| 219846467 


3655877 36573 


107 gi|219846449 

36818 

43 gi| 219846418 
sequence 


Actino: 
107 219846416 
83 
Streptosporang 


gi 


43 219846415 
sequence 


Acti 


gi 


43 gi|219846412 


Actinomy 


43 gi| 219846409 


Streptosporang 


107 gi| 219846408 


Streptosporang 
43 gi| 219846402 
Streptosporang 
107 gi| 219846371 


3788062 3789489 Ehrli 


107 gi|219846359 


Burkh 

107 gi| 219846358 
sequence 

Betaproteobacteria; Burk 


107 gi| 219846352 


sequence 3598328 35998 


Rhodobacterales; 


Rhodobacteraceae 


NR_026100.1 
2 


ref 


ref|NR_026060.1 
3654403 365582 


ref|NR_026059.1 


ref |NR_026040.1 
64 3683252 Octade 


ref|NR_026009.1 
3724040 372545 
mycetales; Strep 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomon 
ref|NR_026006.1 

3728410 372981 
nomycetales; Str 


ref|NR_026003.1 

3732782 373419 
cetales; Strepto 
ref|NR_026000.1 


ineae; Streptosp 
ref|NR_025999.1 


ineae; Streptosp 
ref |NR_025993.1 


ineae; Streptosp 
ref |NR_025962.1 
chia muris Bacte 


ref|NR_025950.1 

3804660 380612 
olderiales; Alca 
ref|NR_025949.1 

3806174 380763 
holderiales; Alc 
NR_025943.1 
3815400 381690 


Gammaproteobacteria; Chromatiales; Halot 

107 gi|219846314|ref|NR_025904.1 
3871442 38729 

Incertae Sedis; Gemella. 

107 gi| 219846313 |ref|NR_025903.1 

3873028 3874564 Gemell 

Incertae Sedis; Gemella. 

107 gi|219846296|ref|NR_025886.1 
3897893 38992 

aceae; Ahrensia. 

107 gi|219846274|ref|NR_025864.1 


okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 


okeanokoites Bacteria; 


Firmicutes; 


Bacillales; 


Planococcaceae; Pl 


Clostridium 
6 Clostridium 


Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

107 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 

32 Sinorhizobium saheli Bacteria; 
Sinorhizobium/Ensifer group; 
107 gi|219846499|ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 
Planococcus. 
107 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 


74 3629910 Pseudomonas aeruginosa 
Pseudomonadaceae; 


Pseudomonas. 
Amaricoccus 
6 Amaricoccus 


Rhodobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 

Octadecabacter 

cabacter arcticus 
Octadecabacter. 
Actinomadura 

0 Actinomadura 

tosporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Ehrlichia muris strain 
ria; Proteobacteria; 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 
aligenaceae; Bordetella. 
Halothiobacillus 

3 Halothiobacillus 
hiobacillaceae; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


3929851 393132 
anomicrobium. 


Planomicrobium 
2 Planomicrobium 


262968 Bacteria_16S 


strain DM-82 16S 


3937798 3937903 1 107 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


262968 Bacteria_16S 


strain BN 126 16S 


3940690 3940795 1 107 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


262968 Bacteria_16S 


strain OP 16S rib 


3942136 39422411 
osomal RNA, partial sequence 


107 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


262968 Bacteria_16S 


strain KLB 16S ri 


3947982 3948087 1 107 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


262968 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


262968 Bacteria_16S 


strain MB-G2 16S 


3954007 3954112 1 107 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3955446 3955551 1 107 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


262968 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


262968 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


262968 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


262968 Bacteria_16S 


strain CL-SP19 16 
Proteobacteria; G 


262968 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


262968 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; Clost 


262968 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


262968 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


262968 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


262968 Bacteria_16S 


stackebrandtii st 
stackebrandtii Ba 


262968 Bacteria_16S 


strain JC2056 16S 
Actinobacteria; A 


262968 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 


262968 Bacteria_16S 


aliena strain KMM 
Bacteria; Proteob 


Pseudoalteromonas. 
262968 Bacteria_16S 


strain AS 4.1860 
Actinobacteria; A 


262968 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


262968 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


262968 Bacteria_16S 


strain W4937 16S 


3958432 3958537 1 107 gi 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
3964495 3964600 1 107 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3973344 3973449 1 107 gi 


etaproteobacteria; Burkholderiales; Ox 
3983398 3983503 1 107 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
3993783 3993888 1 107 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4025345 4025450 1 107 gi 
ridia; Clostridiales; Clostridiaceae; 
4031514 4031556 1 43 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4033064 4033106 1 43 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034618 4034660 1 43 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 
4043643 4043748 1 107 gi 
rain K22-03 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Planoc 
4049708 4049750 1 43 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Prop 
4051140 4051182 1 43 gi 
n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 
4052610 4052715 1 107 gi 
3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 
4075234 40752761 43 gi 
ctinobacteridae; Actinomycetales; Cory 
4079911 4079953 1 43 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4102460 4102565 1 107 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4115971 4116013 1 43 


gi 


4049074 40 


16S ribosomal RNA, partial sequence 4074613 40 


4079234 40 


4101786 41 


219846267 


3937190 39385 


hodobacter 
219846265 


3940082 39414 
Afife 


biaceae; 
219846264 


3941522 39429 


Acetobacte 
219846260 


3947368 39487 


Acetobacte 
219846256 
ence 39533 
terales; R 
219846255 


3954838 39562 


hodobacter 
219846253 

quence 

ctobacilla 
219846249 


3963836 39652 


ocyclaceae 
219846243 


16S ribosomal RNA, partial sequence 3972687 39741 


alobactera 
219846236 


3982735 39841 


diomarinac 
219846229 


3993148 39945 


219846206 


6S ribosomal RNA, partial sequence 4024698 40261 


Clostridiu 
219846202 
40308 
ales; Glyc 
219846201 
40324 
ales; Glyc 
219846200 
rtial sequ 
e; Actinom 


219846191 
sequence 
occaceae; 
219846187 
504 
ionibacter 
219846186 
quence 
Actino: 


nc 
na 
219846169 


nebacte 


taceae; 
219846151 
031 


219846140 


ribosomal RNA, partial sequence 


ref|NR_025857.1 


acea 
ref 


e; Paracoccu 
NR_025855.1 


lla. 
ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref |NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 
ref|NR_025845.1 


aceae; Rhodovulu 
ref |NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref|NR_025839.1 
; Rh 
ref 


odocyclus. 
NR_025833.1 
; Duganella. 
NR_025826.1 


ceae 
ref 


Idiomarina. 
NR_025819.1 


eae; 
ref 


ref|NR_025796.1 
m. 
ref|NR_025792.1 
56 4032350 Glycom 
omycineae; Glyco 
ref|NR_025791.1 
01 4033899 Glycom 
omycineae; Glyco 
ref|NR_025790.1 
ence 403395 
ycetales; Glycom 
ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025777.1 
53 Nocardioides 
ineae; Nocardioi 
ref|NR_025776.1 
4050504 405187 
etales; Propioni 


ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 
ref|NR_025759.1 


Nocardiacea 
NR_025756.1 


eae; 
ref 


lasma. 
NR_025741.1 


irop 
ref 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Rhodobium marinum 


71 Afifella marina Bacteria; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Sporolactobacillus 

4 Sporolactobacillus 

bacillus. 
Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Glycomyces algeriensis 
yces algeriensis 
mycetaceae; Glycomyces. 

Glycomyces arizonensis 
yces arizonensis 
mycetaceae; Glycomyces. 

Glycomyces 
0 4035456 Glycomyces 
ycineae; 


Planococcus 
9 Planococcus 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Pseudoalteromonas 
alteromonas aliena 


aceae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


ref|NR_025730.1 


Rhodococcus gordoniae 


4115405 4116807 Rhodococcus gordoniae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


262968 Bacteria_16S 


strain MSS-155 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 
262968 Bacteria_16S 4 
haeundaensis strain BC74 
haeundaensis Bacteria; 
Paracoccus. 
262968 Bacteria_16S 
strain M55 16S ribosomal 
Tenericutes; Mollicutes; 
262968 Bacteria_16S 


Tenericutes; Mollicutes; 
262968 Bacteria_16S 
strain LMG 5911 1 
Proteobacteria; 
262968 Bacteria_16S 
insolitus strain 


4132833 4132938 1 107 gi 
41 

Bacillaceae; Halobacillus. 
134327 4134432 1 107 gi 


171 16S 
Proteobacteria; Alphaproteobacteria; 


4148376 4148418 1 
RNA, partial sequence 
Entomoplasmatales; 
4156056 4156098 1 

strain EC-1 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 
4175997 4176102 1 

6S ribosomal RNA, partial sequence 4175338 41767 
Betaproteobacteria; 


ribosomal RNA, partial 


43 gi 


41 


43 gi 


107 gi 


107 gi 


Spiroplasmataceae; 


Firmicutes; 


Nocardiopsaceae; 


262968 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


262968 Bacteria_16S 100540 100581 1 42 gi| 265678996 
strain SL-4 16S ribosomal RNA, complete sequence 99832 10139 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

262968 Bacteria_16S 185911 185952 1 42 gi| 265678939 


strain 113-1 16S 
Firmicutes; Erysi 


262968 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


262968 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


262968 Bacteria_16S 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


262968 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


262968 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


262968 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


262968 Bacteria_16S 
ryukyuensis strain 015-7 16S ribosomal RNA, partial seq 


ryukyuensis Bacte 


262968 Bacteria_16S 


DSM 1552 16S ribo 


4212337 4212442 1 107 
RNA, complete sequence 

Bacillaceae; Geobacillus. 
4213877 4213982 1 107 


gi 


gi 
Proteobacteria; 


4215431 4215536 1 107 gi 


Proteobacteria; 


4216957 4216999 1 43 gi 


Nocardiopsis. 


4221568 4221673 1 107 gi 


laceae; Anaerobacillus. 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
201256 201297 1 42 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
474278 474319 1 42 gi 
rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; E 
656754 656859 1 107 gi 
s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 
; Streptomyces. 

772727 772768 1 42 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
832582 832623 1 42 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
996396 996437 1 42 gi 
ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; 
1055734 1055775 1 42 


Granuli 
gi 


Bacillace 
42 gi 


ria; Firmicutes; Bacillales; 


1165966 1166007 1 


1418294 1418335 1 42 


gi 


0 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


3548 16S ribosomal RNA, partial 


in 66/93 16S ribosomal RNA, partial sequence 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


4220889 4222400 Bacil 


185230 18674 


200572 20203 


995703 99724 


somal RNA, partial sequence 1165300 1166687 Clost 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
262968 Bacteria_16S 


219846125 
32144 41 


219846124 


sequence 


219846115 
47699 41 


219846110 


4155378 41568 
Spiroplasmataceae; 


219846096 


Burkholderiales; Alcaligenaceae; 
4177482 4177587 1 
LMG 6003 16S ribosomal RNA, partial sequence 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; 
262968 Bacteria_16S 
strain N-3 16S ribosomal 
Bacillales; 
262968 Bacteria_16S 
translucida strain KMM 52 
translucida Bacteria; 
Pseudoalteromonas. 
262968 Bacteria_16S 
paragorgicola strain KMM 
paragorgicola Bacteria; 
Pseudoalteromonas. 
262968 Bacteria_16S 
umidischolae stra 


219846095 


219846067 


4211641 42131 


219846065 


219846064 


219846063 


219846060 


elotrichac 
265678929 


mily XI. I 
265678735 
sequence 

nterococca 
265678612 
A, partial 
eridae; Ac 


265678531 
quence 

nobacteria 
265678491 
nce 83188 
Enterococ 
265678380 


catella. 
265678340 
uence 

ae; Parali 
228720470 


elotrichac 
224581446 


336 


Rhodobacterales; 


492 
Spiroplasma. 


Spiroplasma. 


Burkholderiales; Alcaligenaceae; 


Alteromonadales; 


sequence 
Gammaproteobacteria; Alteromonadales; 


ref|NR_025715.1 
65 Halobacillus 


Halobacillus locisalis 
locisalis Bacteria; 

ref Paracoccus 
3 Paracoccus 
Rhodobacteraceae; 


NR_025714.1 
133716 413512 


rs 


ref|NR_025705.1| Spiroplasma insolitum 
13 Spiroplasma insolitum Bacteria; 


ref|NR_025700.1| Spiroplasma corruscae 
93 Spiroplasma corruscae Bacteria; 


ref|NR_025686.1 
83 Achromobacter 


Achromobacter spanius 
spanius Bacteria; 
Achromobacter. 

NR_025685.1| Achromobacter 

176834 4178306 Achromobacter 
Achromobacter. 
ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


ref 
4 


Pseudoalteromonas 
3 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_025655.1 
4213214 421471 


ref|NR_025654.1| Pseudoalteromonas 
4214764 4216269 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref |NR_025653.1| Nocardiopsis 
4216320 4217772 Nocardiopsis 
Streptosporangineae; 


ref 
lus 


NR_025650.1| Bacillus macyae strain 
macyae Bacteria; Firmicutes; 


Halobacillus litoralis 
litoralis Bacteria; 


ref |NR_029304.1 
0 Halobacillus 


ref |NR_029247.1| Clostridium ramosum 
8 Clostridium ramosum Bacteria; 
eae. 
ref|NR_029237.1| Helcococcus kunzii 
6 Helcococcus kunzii Bacteria; 
ncertae Sedis; Helcococcus. 
ref|NR_029040.1] Enterococcus 

473588 475066 Enterococcus 
ceae; Enterococcus. 
ref|NR_028917.1| Streptomyces 
sequence 656132 657614 Streptomyces 
tinomycetales; Streptomycineae; 


ref |NR_028835.1| Atopostipes 
772034 773579 Atopostipes 

ceae; Atopostipes. 

ref|NR_028794.1] Enterococcus 


6 833394 Enterococcus moraviensis 
cus. 
ref|NR_028682.1| Granulicatella elegans 
0 Granulicatella elegans Bacteria; 


ref|NR_028642.1| Paraliobacillus 
1055053 1056552 Paraliobacillus 

obacillus. 

ref|NR_027592.1| Clostridium spiroforme 

ridium spiroforme DSM 1552 Bacteria; 

eae. 

ref|NR_027228.1| Helcococcus ovis 


strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


I 


ncertae Sedis; Helcococcus. 


262968 Bacteria_16S 


inopinata strain 
Bacteria; 


strain KMM 241 16 
Proteobacteria; 
Bacteria; 


strain DSM 10404 
Bacteria; Firmicu 


262968 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


262968 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


262968 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


262968 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


262968 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


262968 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; G 


262968 Bacteria_16S 


strain SW-47 16S 


Proteobacteria; G 


262968 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


262968 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


262968 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


262968 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


262968 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


262968 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


262968 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


262968 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


262968 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


262968 Bacteria_16S 


halophilum strain 
halophilum Bacter 


262968 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


Firmicu 
262968 Bacteria_16S 


G 


eria; Firmicutes; Erysipelotrichi; Ery 


1632101 1632142 3 44 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1700820 1700861 1 42 gi 
S ribosomal RNA, partial sequence 


1702399 1702440 1 42 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1823998 1824039 1 42 gi 
16S ribosomal RNA, complete sequence 

tes; Bacillales; Bacillaceae; Halobaci 
1843867 1843908 1 42 gi 
S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 
1857340 1857381 1 42 


Ed: 


Isobacu 
gi 


ribosomal RNA, partial sequence 

lales; Bacillaceae; Amphibacillus. 
2448848 2448889 1 42 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2473095 2473136 1 42 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; 


ia 
Ca 


Syntrophobacterale 
2732062 2732103 1 42 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 

2817476 2817517 1 42 gi 
in JCM 10604 16S ribosomal RNA, partia 


Ss; 


s 
Ca 


1 
si 


2877488 2877529 1 42 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2880618 2880659 1 42 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


qu 
e; 


262968 Bacteria_16S 
strain I50 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; 


219878455 
en 
es 
219878407 
1700153 17016 
ammaproteobacteria; Alteromonadales; Alt 
262968 Bacteria_16S 
karajensis strain 
Firmicu 
262968 Bacteria_16S 


219878406 
nc 
11 

219878320 


219878306 
1843183 18446 
lu 
219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


2191612 21930 
219857420 
219857401 
2472404 24737 


219857166 


219856912 


219856873 


219856871 
2879945 28814 


ref 
ce 16314 
Erysip 


v 
ref 


eromonad 
ref 
e 17017 
us. 
ref 
18233 
us. 


ref 


m. 
ref 


ref 
1 sequen 
rnobacteriac 
ref 


hace 
ref 


Syntrop 


equence 
rnobacteriac 
ref 
sequence 
pelotrichale 
ref 
ence 
Salimicrobi 
ref 


3030752 3030793 1 42 gi 


219846903 
3030089 3031577 Clostridium cocleatum Bacteria; 
Erysipelotrichaceae. 


ref 


20 1632923 Erysi 
elot 


02 1703230 Halob 


01 1824836 Halob 


69 Trichococcus 


37 Amphibacillus 


ce 2448175 24496 


2731401 27328 


2816799 28182 


2876799 287831 


NR_025594.1 


richaceae; 
NR_025546.1 


e; Glacieco 
NR_025545.1 


NR_025459.1 


NR_025445.1 


NR_025435.1 


NR_025008.1 
8 
eae; Alkalib 
NR_024989.1 


ae; Smithell 
NR_024794.1 
5 
eae; Marinil 
NR_024733.1 
8 


s; Erysipelo 


NR_024692.1 


um. 
NR_024690.1 


Pp 
E 


1 


a 


a 


Erysipelothrix 

elothrix inopinata 

rysipelothrix. 
Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 
acea 


a. 
Halobacillus 
cillus karajensis 


Halobacillus trueperi 
cillus trueperi 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Trichococcus palustris 


palustris Bacteria; 


bacillales; Carnobacteriaceae; Trichococcus. 

1860405 1860446 1 42 gi|219878294|ref|NR_025433.1| Alteromonas 
ain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 
teria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

1869566 1869607 1 42 gi|219878288|ref|NR_025427.1| Glaciecola polaris 
16S ribosomal RNA, partial sequence 1868909 1870393 Glaciecola polaris Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

1960847 1960888 1 42 gi|219878221|ref|NR_025360.1| Vagococcus fessus 

16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
bacillales; Enterococcaceae; Vagococcus. 

1966917 1966986 1 70 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
bosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

2101329 21013701 42 gi|219878121|ref|NR_025260.1| Alteromonas marina 
ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

2119622 2119663 1 42 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
lales; Bacillaceae; Halobacillus. 

2169503 2169544 1 42 gi|219857622|ref|NR_025211.1| Carnobacterium 
ain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

2186177 2186218 1 42 gi|219857608|ref|NR_025197.1| Carnobacterium 
PL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

2190781 2190822 1 42 gi|219857605|ref|NR_025193.1]| Amphibacillus 
Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
tes; Bacillales; Bacillaceae; Amphibacillus. 

2192278 2192319 1 42 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 


tropicus Bacteria; 


Alkalibacterium 

1 Alkalibacterium 
acterium. 

Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Coprobacillus 

3 Coprobacillus 
trichaceae; 


Salimicrobium 
5 Salimicrobium 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Clostridium cocleatum 


NR_026495.1 


262968 Bacteria_16S 
strain M-29c 16S 

Firmicutes; Lacto 
262968 Bacteria_16S 
strain m1134/97/1 
Firmicutes; Lacto 
262968 Bacteria_16S 
balaenopterae str 


bacillales; 


bacillales; 


3038417 3038458 1 


3070185 3070226 1 


3089810 3089851 1 


42 


ribosomal RNA, partial sequence 
Enterococcaceae; 


42 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


42 


Vagococcu 


Vagococcu 


gi 


gi 


gi 


balaenopterae Bac 


262968 Bacteria_16S 
halophilus strain 
halophilus Bacter 
262968 Bacteria_16S 
strain DSM 20748 

Firmicutes; Bacil 
262968 Bacteria_16S 
strain IC0O79 16S 


lales; 


Bacillaceae; 
3661193 3661234 1 


ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3361065 3361106 1 42 gi 


DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3362632 3362673 1 42 gi 


42 


ribosomal RNA, partial sequence 


gi 


s. 
219846862 
ia 
rn 
219846676 
sequence 
e; 
219846675 


16S ribosomal RNA, partial sequence 3361953 33634 
Salimicrobium. 


219846464 


3660516 36619 


219846897 |ref|NR_026489.1| Vagococcus fluvialis 
3037737 3039205 Vagococcus fluvialis Bacteria; 

s. 

219846875|ref|NR_026467.1| Vagococcus lutrae 


30695 


1 sequen 
obacteri 


11 3070973 Vagococcus lutrae Bacteria; 
Granulicatella 
3 Granulicatella 


tella. 


ref|NR_026454.1 
ce 3089141 309052 
acea Granulica 


Marinoc 


ref 


ref 


ref 


3360383 33619 
occu 


41 Salimicrobium 


e; 
NR_026268.1 
0 
Ss. 
NR_026267.1 


NR_026056.1 


Marinococcus 


2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

262968 Bacteria_16S 3811457 3811498 1 42 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

262968 Bacteria_16S 3897010 3897051 1 42 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

262968 Bacteria_16S 3932065 3932106 1 42 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

262968 Bacteria_16S 4004263 4004304 1 42 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

262968 Bacteria_16S 4005724 4005765 1 42 gi|219846221|ref|NR_025811.1| Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

262968 Bacteria_16S 4045147 4045188 1 42 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

262968 Bacteria_16S 4105458 4105499 1 42 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

262968 Bacteria_16S 4138982 4139023 1 42 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
262968 Bacteria_16S 4157621 4157662 1 42 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
262968 Bacteria_16S 4171396 41714371 42 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

262968 Bacteria_16S 29467 29507 4 44 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

262968 Bacteria_16S 55240 55280 3 43 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 


strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

262968 Bacteria_16S 83755 83795 4 44 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

262968 Bacteria_16S 86782 86822 4 44 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

262968 Bacteria_16S 160032 160134 4 107 gi|265678956|ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

262968 Bacteria_16S 303204 303244 3 43 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

262968 Bacteria_16S 329147 329199 1 53 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 


hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Sedis; Sedimentibacter. 


Incertae 


262968 Bacteria_ 


effusa strain AP1 
Proteob 


Bacteria; 
262968 Bacteria_ 


strain S-5623 16S 


Firmicutes; 
262968 Bacteria_ 


prausnitzii strai 
prausnitzii Bacte 


262968 Bacteria_ 
serovar 3 str. 
serovar 3 str. 
262968 Bacteria_ 


Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 
262968 Bacteria_ 


strain TMO 16S ribosomal RNA, partial sequence 
Thermotogales; 


Thermotogae; 
262968 Bacteria_ 
ruhlandii strain 


Lactobacillales; Weissella. 


16S 386582 386622 1 41 gi 


03 16S ribosomal RNA, partial sequence 


16S 472738 472790 1 53 


ribosomal RNA, partial sequence 


gi 


16S 594599 594639 4 44 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
16S 1122118 1122178 3 63 gi 


Tenericutes; Mollic 
16S 1288157 1288209 1 53 gi 
Weissella. 


16S 1394222 1394329 1 109 gi 
Thermotogaceae; 
1456607 1456712 1 


Thermotoga. 


168 107 gi 


utes; 
219846052 
1287447 1289004 Weissella 


265678797 
38592 
acteria; Gammaproteobacteria; Xanthomonadales; 
265678736 
472041 47353 


265678656 
1 sequence 
ales; 
228715451 
ATCC 27815 16S ribosomal RNA, partial sequence 
ATCC 27815 Bacteria; 


228715897 
1393543 13950 


224581416 
EY3918 16S ribosomal RNA, partial sequence 14559 


Ruminococcaceae; 


Mycoplasmataceae; 


ref|NR_029102.1 


inob 
ref 


Ss acteraceae; 


NR_029041.1 
ref |NR_028961.1 
593943 59540 


ref 
i 


NR_027532.1 
121455 11228 
U 


ref |NR_025642.1 


ref 


NR_027542.1 


ref|NR_027197.1 


1 387397 Hydroc 


4 
Faecalibacterium. 


9 
reaplasma. 


soli Bacteria; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Weissella koreensis 


7 Weissella koreensis Bacteria; 


Faecalibacterium 
Faecalibacterium 


Ureaplasma parvum 
3 Ureaplasma parvum 


Weissella soli strain 
Firmicutes; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Achromobacter 


66 1457283 Achromobacter ruhlandii 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

262968 Bacteria_16S 1650328 1650411 23 107 gi|219878442|ref|NR_025581.1| Labrys monachus strain 
VKM B1479 16S ribosomal RNA, partial sequence 1649700 1651141 Labrys monachus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 

262968 Bacteria_16S 1732770 1732822 1 53 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

262968 Bacteria_16S 1904675 1904751 1 77 gi|219878260|ref|NR_025399.1| Thioalkalicoccus 
limnaeus strain A26 16S ribosomal RNA, partial sequence 1904081 1905405 Thioalkalicoccus limnaeus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioalkalicoccus. 

262968 Bacteria_16S 2089173 2089213 1 41 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

262968 Bacteria_16S 2307738 2307778 1 41 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

262968 Bacteria_16S 2498488 2498528 1 41 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

262968 Bacteria_16S 2626458 2626545 4 91 gi|219857247|ref|NR_024877.1| Tessaracoccus 


bendigoensis stra 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriac 


262968 Bacteria_16S 


strain SWub3 16S 
Proteobacteria; 


262968 Bacteria_16S 


mechernichensis s 
mechernichensis B 


262968 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


262968 Bacteria_16S 


agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 
262968 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


262968 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


262968 Bacteria_16S 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


262968 Bacteria_16S 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


in Ben1l06 16S ribosomal RNA, partial s 


, 
Tessaracoccus. 
2653906 2653946 1 41 
ribosomal RNA, partial sequence 


eae; 
gi 


3061295 3061335 1 41 gi 
train TL1 16S ribosomal RNA, partial s 


acteria; Betaproteobacteria; Burkholderi 
3222828 3222868 1 41 gi 
train Wlr3 16S ribosomal RNA, partial 


acteria; Proteobacteria; Betaproteobac 


se 
te 


3417084 3417179 11 107 gi 
rain CIP 103149 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3451229 3451336 1 


109 gi 


262968 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; 


Thermotogales; 


equence 


219857222 
2653267 26546 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
219846881 
equence 


acteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; 
3221309 3221349 1 41 gi| 219846773 |ref|NR_026365.1 
M 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janth 


ales; 


quence 
ria; 


219846633 
al sequence 
; Actinomycetales; 


219846609 
6S ribosomal RNA, partial sequence 3450571 34520 


motogales; Thermotogaceae; Thermotoga. 
3496845 3496885 4 44 gi|219846578|ref|NR_026170.1 
DSM 20642 16S ribosomal RNA, partial sequence 3496207 349764 
teria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriob 
; Coriobacterium. 
3498354 3498429 4 79 gi| 219846577 |ref|NR_026169.1 
16S ribosomal RNA, partial sequence 3497692 3499120 Actino 


3778254 3778361 1 109 
bosomal RNA, partial sequence 
Thermotogaceae; 


gi 


Thermotoga. 


219846378 
3777587 3779067 Thermotoga subterranea Bacteria; 


Actinomyceta 


Ox 
219846772 


Bur 


2625807 262727 


ref |NR_024850.1 


; Azoarcus. 
ref|NR_026473.1 
3060645 306213 


alobacteraceae; 
ref |NR_026364.1 

3222170 322363 
kholderiales; 
ref|NR_026225.1 
341641 
Actin 


ref|NR_026201.1 


; Actinomycetace 


les; Propion 


Rhodocyclaceae; 


1 Tessaracoccus 
ibacterineae; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Thauera 

5 Thauera 

Thauera. 
Janthinobacterium 


inobacterium lividum 


Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 


Oxalobacteraceae; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Coriobacterium 
1 Coriobacterium 
acterineae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 


ref|NR_025969.1 


Thermotoga subterranea 


262968 Bacteria_16S 
strain PG8 16S ri 
Tenericutes; Moll 
262968 Bacteria_16S 
strain 19L 16S ri 
Tenericutes; Moll 
262968 Bacteria_16S 
strain Td-21 16S 

Proteobacteria; B 
262968 Bacteria_16S 
strain 50-1 BON 1 


3790198 3790301 3 107 
bosomal RNA, partial sequence 


gi 


3791737 3791840 3 107 
bosomal RNA, partial sequence 


gi 


3855439 3855479 1 41 
ribosomal RNA, partial sequence 


gi 


4076750 4076790 4 44 


gi 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 
Mahella. 

262968 Bacteria_16S 17181 17224 1 44 gi|265679052|ref|NR_029360.1 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

262968 Bacteria_16S 24935 24978 1 44 gi| 265679047 |ref|NR_029355.1 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
262968 Bacteria_16S 38385 38428 1 44 gi|265679038|ref|NR_029346.1 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfit 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 
262968 Bacteria_16S 45956 45995 4 43 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
262968 Bacteria_16S 49023 49098 4 79 gi|265679031|ref|NR_029339.1 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
262968 Bacteria_16S 94364 94407 1 44 gi|265679000|ref|NR_029308.1 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

262968 Bacteria_16S 103609 103648 4 43 gi|265678994|ref|NR_029302.1 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsuka 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; T 
Tsukamurella. 

262968 Bacteria_16S 108129 108168 4 43 gi|265678990|ref|NR_029298.1 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 

262968 Bacteria_16S 115876 115915 4 43 gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

262968 Bacteria_16S 126592 126694 4 107 gi|265678978|ref|NR_029286.1 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actino: 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
262968 Bacteria_16S 138718 138820 4 107 gi|265678970|ref|NR_029278.1 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
262968 Bacteria_16S 140247 140349 4 107 gi| 265678969 |ref|NR_029277.1 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
262968 Bacteria_16S 150739 150843 1 107 gi|265678962|ref|NR_029270.1 
strain W6 16S ribosomal RNA, partial sequence 150066 15156 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 164585 164628 1 44 gi| 265678953 |ref|NR_029261.1 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactoba 
262968 Bacteria_16S 221308 221347 4 43 gi| 265678915 |ref|NR_029223.1 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

262968 Bacteria_16S 225791 225830 4 43 gi|265678912|ref|NR_029220.1 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
262968 Bacteria_16S 227298 227337 4 43 gi|265678911|ref|NR_029219.1 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

262968 Bacteria_16S 228804 228843 4 43 gi|265678910|ref|NR_029218.1 


strain 47001 16S ribosomal RNA, partial sequence 


3789540 37910 
icutes; Acholeplasmatales; Acholeplasmat 


3791066 37925 
icutes; Acholeplasmatales; Acholeplasmat 


3854781 38562 
etaproteobacteria; Rhodocyclales; Rhod 


6S ribosomal RNA, partial sequence 4076074 40776 


219846370 


aceae; 
219846369 


aceae; 
219846325 


ocyclaceae 
219846168 


ref|NR_025961.1 
eplasma. 
ref|NR_025960.1 
eplasma. 


ref|NR_025915.1 


; Az 
ref 


oarcus. 
NR_025758.1 


Acholeplasma laidlawii 


15 Acholeplasma laidlawii Bacteria; 
Achol 


Acholeplasma oculi 


55 Acholeplasma oculi Bacteria; 
Achol 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Lactobacillus perolens 
perolens Bacteria; 


Clostridium 
Clostridium 
lostridium. 
Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 
Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 
Lactobacillus lindneri 
lindneri Bacteria; 


Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 


Mycobacterium 
Mycobacterium 
terineae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Clostridium litorale 


6 Clostridium litorale Bacteria; 


Lactobacillus 
Lactobacillus 
cillus. 
Mycobacterium 
cterium genavense 
ycobacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 


228138 229595 Mycobacterium obuense Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


262968 Bacteria_ 


strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


262968 Bacteria_ 


polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, p 


16S 230312 230351 4 43 gi 


16S 269828 269871 1 44 gi 


265678909 


229646 23110 
nebacterin 


265678880 


artial seq 


ref |NR_029217.1 
3 Mycobacterium 
eae; Mycobacter 
ref|NR_029186.1 
uence 26918 


i 


3 


Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Thermoanaerobacterium 
270620 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

262968 Bacteria_16S 297264 297303 4 43 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
262968 Bacteria_16S 333876 333915 4 43 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

262968 Bacteria_16S 340126 340169 1 44 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 


strain S-182 16S 
Firmicutes; 


japonicum strain 


japonicum Bacteri 


Cryptosporangium. 


262968 Bacteria_16S 


strain 124-2 16S 
Firmicutes; 


strain PUPA-2 16S 
Tenericutes; Moll 


262968 Bacteria_16S 
parakefiri strain 
parakefiri Bacter 
262968 Bacteria_16S 


brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 


262968 Bacteria_16S 


boenickei strain 
Bacteria; Actinob 
Mycobacterium. 


262968 Bacteria_16S 


coryniformis subs 


Lacto 
262968 Bacteria_16S 


Lacto 
262968 Bacteria_16S 


ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
343034 343139 1 107 gi 
YU 636-3 16S ribosomal RNA, partial se 


344594 344637 1 44 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
440633 440676 1 44 
ribosomal RNA, partial sequence 


gi 


Lactobac 
gi 


339450 34088 
cus. 


265678829 


quence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


265678828 


343905 34542 
illus. 


265678761 


439970 44147 


5 Pediococcus parvulus Bacteria; 


ref |NR_029134.1| Cryptosporangium 
342395 343854 Cryptosporangium 

ales; Frankineae; Cryptosporangiaceae; 

ref|NR_029133.1| Lactobacillus pentosus 

3 Lactobacillus pentosus Bacteria; 

ref|NR_029066.1| Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

475815 475858 1 44 gi|265678734|ref|NR_029039.1| Lactobacillus 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478735 478774 4 43 gi|265678732|ref|NR_029037.1| Mycobacterium 
n W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

480284 480323 4 43 gi|265678731|ref|NR_029036.1| Mycobacterium 
W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

508123 508166 1 44 gi|265678713|ref|NR_029018.1| Lactobacillus 
p. torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


Lactobacillus. 


262968 Bacteria_16S 530877 530916 4 43 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

262968 Bacteria_16S 538516 538555 4 43 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

262968 Bacteria_16S 543060 543103 1 44 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

262968 Bacteria_16S 580990 581029 4 43 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

262968 Bacteria_16S 617466 617505 4 43 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

262968 Bacteria_16S 624874 624913 4 43 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
262968 Bacteria_16S 653786 653829 1 44 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

262968 Bacteria_16S 705034 705073 4 43 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 


Bacteria; Actinob 
Friedmanniella. 


acteria; Actinobacteridae; Actinomycet 


262968 Bacteria_16S 


strain 216 16S ri 


707858 707897 4 43 
bosomal RNA, partial sequence 


gi 


ales; 


265678577 


Prop 


ionibacterineae; 


Nocardioidaceae; 


ref|NR_028882.1 


Luteococcus peritonei 


707255 708617 Luteococcus peritonei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

262968 Bacteria_16S 712461 712500 4 43 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
262968 Bacteria_16S 714020 714059 4 43 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
262968 Bacteria_16S 811133 811172 4 43 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
262968 Bacteria_16S 855083 855170 4 91 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 


262968 Bacteria_16S 1034432 1034475 1 44 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

262968 Bacteria_16S 1066376 1066482 1 107 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 


strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
262968 Bacteria_16S 1109914 1110016 4 107 gi|265678302|ref|NR_028604.1]| Collinsella 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 
262968 Bacteria_16S 1218769 1218808 4 43 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 
262968 Bacteria_16S 1223330 1223373 1 44 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 
262968 Bacteria_16S 1235499 1235538 4 43 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
262968 Bacteria_16S 1250544 1250583 4 43 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
262968 Bacteria_16S 1280465 1280504 4 43 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 


262968 Bacteria_16S 1297066 1297109 1 44 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 1327689 1327732 1 44 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

262968 Bacteria_16S 1349110 1349212 4 107 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 
262968 Bacteria_16S 1379299 1379342 1 44 gi| 228717469 |ref|NR_027563.1| Oceanibulbus indolifex 
HEL-45 16S ribosomal RNA, partial sequence 1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanibulbus. 


262968 Bacteria_16S 1419790 1419833 1 44 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 1476119 1476158 4 43 gi|219878445|ref|NR_025584.1| Mycobacterium avium 


subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 1476936 Mycobacterium avium 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 
262968 Bacteria_16S 1509374 1509417 1 44 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
262968 Bacteria_16S 1560674 1560713 4 43 gi|219846147|ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
262968 Bacteria_16S 1682408 1682510 4 
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Actinomycineae; 


gi|219878418 
1684753 16861 
gi| 219878390 


gi|219878389 


gi|219878388 


gi|219878387 


Actinomyc 


partial sequence 


ref |NR_025626.1 
33 Bacillus humi 


humi strain 
Firmicutes; 


Bacillus 
Bacteria; 
ref|NR_025580.1| Bacillus 
1651192 1652677 Bacillus 

Bacillus. 
ref|NR_025568.1| Actinomyces nasicola 
88 Actinomyces nasicola Bacteria; 


Actinomycineae; Actinomycetaceae; Actinomyces. 


ref|NR_025559.1| Actinomyces oricola 
34 Actinomyces oricola Bacteria; 
Actinomycetaceae; Actinomyces. 
ref|NR_025557.1| Bacillus aeolius 

55 Bacillus aeolius Bacteria; 


ref|NR_025529.1| Mycobacterium 
1725987 1727471 Mycobacterium 
ales; Corynebacterineae; 


ref|NR_025528.1 
13 Mycobacterium 


Mycobacterium pulveris 
pulveris Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_025527.1| Mycobacterium agri 
19 Mycobacterium agri Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_025526.1| Mycobacterium 

1730570 1732062 Mycobacterium 
etales; Corynebacterineae; 


262968 Bacteria_16S 


vaccimaxillae strain R10176 16S ribosomal RNA, partial 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
262968 Bacteria_16S 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial 
paraplantarum Bacteria; 


262968 Bacteria_16S 


hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 
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NR_025268.1 
2089993 209143 
Coryn 
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Roseospira navarrensis 
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262968 Bacteria_ 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


262968 Bacteria_ 
tokaiense strain 
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Mycobacteriaceae; 


262968 Bacteria_ 
poriferae strain 
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Mycobacteriaceae; 


262968 Bacteria_ 
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Mycobacterium; My 


262968 Bacteria_ 


strain ATCC 51384 
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262968 Bacteria_ 
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Actinobacteria; Actinoba 


262968 Bacteria_ 


strain ATCC 927 1 
Actinobacteria; Actinoba 


262968 Bacteria_ 
pantheris strain 


pantheris Bacteri 


262968 Bacteria_ 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
262968 Bacteria_16S 2306179 2306218 4 43 gi|219857525|ref|NR_025113.1 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 230551 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Tsukamurellaceae; Tsukamurella. 

262968 Bacteria_16S 2327453 2327492 4 43 gi|219857511|ref|NR_025099.1 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
262968 Bacteria_16S 2357608 2357647 4 43 gi| 219857489 |ref|NR_025077.1 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propio 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propioniferax. 

262968 Bacteria_16S 2359123 2359162 4 43 gi| 219857488 |ref|NR_025076.1 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 235995 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
Propionibacteriaceae; Propionibacterium. 

262968 Bacteria_16S 2381868 2381911 1 44 gi|219857472|ref|NR_025060.1 
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Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Nocardiopsaceae; Nocardiopsis. 
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doricum Bacteria; 
aceae; Mycobacterium. 
Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


7 


es; Streptos 
NR_025026.1 
1 
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NR_024885.1 


Paralactobacillus 


selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 
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262968 Bacteria_16S 


strain DSM 44267 


G 


2640157 2640196 4 43 gi 
16S ribosomal RNA, partial sequence 
2658357 2658396 4 


43 gi 


Aeromicrobium. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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cterineae; 


Lactobacillus 
4 Lactobacillus 
llus. 

Lactobacillus 
8 Lactobacillus 
Ss. 
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262968 Bacteria_16S 3336483 3336522 4 43 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
262968 Bacteria_16S 3337992 3338031 4 43 gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

262968 Bacteria_16S 3339504 3339543 4 43 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

262968 Bacteria_16S 3412660 3412762 4 107 gi|219846636|ref|NR_026228.1| Actinomyces viscosus 
strain NCTC 10951 16S ribosomal RNA, partial sequence 3412006 3413422 Actinomyces viscosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
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262968 Bacteria_16S 3615727 3615766 4 43 gi|219846495|ref|NR_026087.1 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
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262968 Bacteria_16S 4063141 4063180 4 43 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

262968 Bacteria_16S 4073748 4073787 4 43 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

262968 Bacteria_16S 4078327 4078370 1 44 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

262968 Bacteria_16S 4137420 4137459 4 43 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

262968 Bacteria_16S 4143682 4143721 4 43 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

262968 Bacteria_16S 4166779 4166822 1 44 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

262968 Bacteria_16S 4168261 4168304 1 44 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

262968 Bacteria_16S 4233603 4233642 4 43 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
262968 Bacteria_16S 9585 9690 1 107 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

262968 Bacteria_16S 20297 20402 1 107 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

262968 Bacteria_16S 64273 64378 1 107 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
262968 Bacteria_16S 77770 77875 1 107 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

262968 Bacteria_16S 92737 92842 1 107 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

262968 Bacteria_16S 125016 125121 1 107 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

262968 Bacteria_16S 128054 128159 1 107 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

262968 Bacteria_16S 146252 146357 1 107 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

262968 Bacteria_16S 152295 152400 1 107 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 153840 153945 1 107 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

262968 Bacteria_16S 196570 196675 1 107 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
strain A30 16S ribosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

262968 Bacteria_16S 198040 198145 1 107 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 234876 234981 1 107 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

262968 Bacteria_16S 236512 236617 1 107 gi|265678904|ref|NR_029212.1| Burkholderia 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


262968 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


262968 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


262968 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


262968 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


262968 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


262968 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


262968 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


262968 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


262968 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


262968 Bacteria_16S 


strain HTCC2597 1 
Proteobacteria; A 


262968 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


262968 Bacteria_16S 


strain HTCC2506 1 
Proteobacteria; A 


262968 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


262968 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


262968 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


262968 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


262968 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


262968 Bacteria_16S 


strain S-606 16S 


Proteobacteria; G 


262968 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


262968 Bacteria_16S 


strain Iso-46 16S 
Proteobacteria; G 


262968 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 


Saccharospirillum. 


238094 238199 1 107 gi 
etaproteobacteria; Burkholderiales; Bu 
239643 239748 1 107 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 
241229 241334 1 107 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


256359 256464 1 107 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
259382 259487 1 107 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


266860 266965 1 107 
bosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Ox 
289506 289556 1 51 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
351969 352074 1 107 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
366814 366919 1 107 gi 
rain F23 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


gi 


378891 378996 1 107 gi 
lphaproteobacteria; Rhodobacterales; R 
392748 392853 1 107 gi 
in 2301065 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Paenibac 


439102 439207 1 107 gi 


lphaproteobacteria; Rhizobiales; Auran 
463539 463644 1 107 gi 
n AS1.1761 16S ribosomal RNA, partial 

ria; Proteobacteria; Alphaproteobacter 
468053 468158 1 107 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
527848 527898 1 51 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
540017 540055 4 42 gi 
BI 114 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
547615 547720 1 107 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 
575066 575171 1 107 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
582547 582652 1 107 gi 
ibosomal RNA, partial sequence 


gi 


587041 587146 1 107 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
605060 605165 1 107 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


262968 Bacteria_16S 
picturae strain R-5321 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


606607 606712 1 107 gi 


tes; Bacillales; Bacillaceae; Oceanoba 


6S ribosomal RNA, partial sequence 237457 23896 


240595 24207 


266185 26767 


351363 35277 


6S ribosomal RNA, partial sequence 378266 37969 


6S ribosomal RNA, partial sequence 438478 43991 


467397 46889 


574450 57581 


581868 58337 


586359 58785 


265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 


265678891 
ence 25570 
riales; Bu 
265678889 
tial seque 
acteria; R 


265678882 


alobactera 
265678867 

28882 

caligenace 
265678823 


biaceae; R 
265678810 
quence 

teria; Alt 


265678802 


hodobacter 
265678793 

sequence 

illaceae; 
265678762 


timonadace 
265678742 
sequence 

ia; Rhizob 
265678739 


rkholderia 
265678700 

52719 
nadales; M 
265678692 
ence 53938 
coccaceae; 
265678687 
ial sequen 
cteria; Al 


265678669 


oraxellace 
265678664 


265678661 


oraxellace 
265678648 
ence 60442 
irillales; 


ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 


ref |NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


H r 


ref |NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 
ref|NR_029197.1 
nce 258782 
hodobacterales; 


ref|NR_029188.1 


ceae; Oxalobacte 
ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029128.1 


hodobium. 


eromonadales; 


ref|NR_029107.1 
aceae; Oceanicol 
ref|NR_029098.1 

392074 393575 
Paenibacillus. 
ref |NR_029067.1 


ae; Fulvimarina 
ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref |NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref |NR_028997.1 
4 540811 Subdol 
Subdoligranulum 
ref |NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref|NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028969.1 


ref |NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


265678647 


cillus. 


Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Burkholderia 
lderia xenovorans 
Burkholderia. 

Ruegeria 

260120 Ruegeria 
Rhodobacteraceae; 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


ir 
Bordetella holmesii 
ella holmesii Bacteria; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Idiomarina 
Idiomarina 
iomarinaceae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Paenibacillus 
Paenibacillus 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Burkholderia terricola 


terricola Bacteria; 


ia. 
Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Subdoligranulum 
igranulum variabile 
Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Psychrobacter pulmonis 
pulmonis Bacteria; 
r. 
Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Psychrobacter faecalis 
faecalis Bacteria; 
Pe 

Saccharospirillum 
rospirillum impatiens 
aceae; 


ref|NR_028952.1 


Oceanobacillus 


605920 607435 Oceanobacillus picturae 


262968 Bacteria_16S 


nivimaris strain 
Bacteria; Proteob 


262968 Bacteria_16S 


strain HKI 0120 1 


strain HKI 0119 1 


acidiphila strain 
Bacteria; 


strain CK55 16S r 
Firmicutes; Clost 


262968 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


262968 Bacteria_16S 


strain W16 16S ri 


262968 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


262968 Bacteria_16S 


strain TOD45 16S 


Firmicutes; Bacil 


262968 Bacteria_16S 


strain RSA19 16S 


Firmicutes; Bacil 


262968 Bacteria_16S 


strain TH-3 16S r 


262968 Bacteria_16S 


ridia; Clostridiales; Clostridiaceae; Clostridiu 

655293 655398 1 107 gi| 265678613 
ain 116 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Gammaproteobacteria; Pseu 

674963 675068 1 107 gi| 265678599 
bosomal RNA, partial sequence 674316 67581 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 

697726 697831 1 107 gi| 265678584 

CB-R 16S ribosomal RNA, partial sequence 69711 
acteria; Alphaproteobacteria; Caulobacterales; C 

700682 700786 1 107 gi| 265678582 
ribosomal RNA, partial sequence 699985 70142 
lales; Paenibacillaceae; Paenibacillus. 

702166 702270 1 107 gi| 265678581 
ribosomal RNA, partial sequence 701473 70290 
lales; Paenibacillaceae; Paenibacillus. 

715543 715648 1 107 gi| 265678571 
ibosomal RNA, partial sequence 714920 71638 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 

738630 738735 1 107 gi| 265678555 

P6-12 16S ribosomal RNA, complete sequence 73794 


lusitanum strain 


Bacteria; Proteob 


262968 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


262968 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


262968 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


262968 Bacteria_16S 


strain S1 16S rib 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


262968 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


262968 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


262968 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


262968 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


262968 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


262968 Bacteria_16S 


strain Y9 16S rib 
Actinobacteria; A 


262968 Bacteria_16S 


Proteob 
262968 Bacteria_16S 


612811 612916 1 107 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
635576 635681 1 107 gi 


637107 637212 1 107 gi 


649463 649568 1 107 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
652329 652434 1 107 gi 
ibosomal RNA, partial sequence 


acteria; Betaproteobacteria; Burkholde 
788123 788228 1 107 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
824840 824945 1 107 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826342 826447 1 107 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
837074 837116 1 43 gi 
osomal RNA, partial sequence 


874824 874866 1 43 gi 
CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
eae; Streptosporangium. 
892909 893014 1 107 gi 
etaproteobacteria; Burkholderiales; Bu 
894444 894549 1 107 gi 


etaproteobacteria; Burkholderiales; Bu 
895979 896084 1 107 gi 


etaproteobacteria; Burkholderiales; Bu 
930006 930111 1 107 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
939304 939409 1 107 gi 
ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
964048 964090 1 43 gi 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
965630 965735 1 107 gi 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
262968 Bacteria_16S 
6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
262968 Bacteria_16S 


651676 65311 


787469 78896 


824212 825662 Bosea 


825713 827158 Bosea 


836449 83791 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


262968 Bacteria_16S 


16S ribosomal RNA, partial sequence 892248 89373 


16S ribosomal RNA, partial sequence 893783 89526 


16S ribosomal RNA, partial sequence 895318 89680 


929371 93083 


938639 94015 


963457 96488 


265678643 
ence 61213 
nadales; M 
265678627 


265678626 


265678618 
e 64884 
les; Beije 
265678615 


riales; Ox 
265678520 


ciricketts 
265678496 


sea. 
265678495 


sea. 
265678488 


nebacterin 
265678462 
uence 
ctinomycet 


265678449 


rkholderia 
265678448 


rkholderia 
265678447 


rkholderia 
265678425 


hodobacter 
265678419 


e; Heliore 
265678402 


nebacterin 


ococcineae; 


ococcineae; 


ref |NR_028948.1 

0 613627 Psychr 

oraxellaceae; Psychrobacter. 

ref|NR_028932.1| Knoellia subterranea 

2 Knoellia subterranea Bacteria; 

; Intrasporangiaceae; Knoellia. 

ref |NR_028931.1| Knoellia sinensis 

1 Knoellia sinensis Bacteria; 

; Intrasporangiaceae; Knoellia. 

ref|NR_028923.1| Methylocapsa 

0 650254 Methylocapsa acidiphila 

rinckiaceae; Methylocapsa. 

ref|NR_028920.1| Clostridium uliginosum 

2 Clostridium uliginosum Bacteria; 

m. 

ref |NR_028918.1 
654656 656081 

domonadales; Mor 


Psychrobacter 
obacter nivimaris 


Psychrobacter 
Psychrobacter 
axellaceae; 


ref |NR_028904.1 
0 Dermatophilus 
; Dermatophilace 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref |NR_028887.1 
2 Paenibacillus 


Dermatophilus chelonae 
chelonae Bacteria; 
ae; Dermatophilus. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Paenibacillus odorifer 
odorifer Bacteria; 


ref|NR_028886.1 
9 Paenibacillus 


Paenibacillus graminis 
graminis Bacteria; 


ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 

eae; Aminobacter. 

ref|NR_028859.1| Herbaspirillum 

8 739471 Herbaspirillum lusitanum 
alobacteraceae; Herbaspirillum. 
ref|NR_028824.1| Methylophaga alcalica 


2 Methylophaga alcalica Bacteria; 
iaceae; Methylophaga. 

ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref 
ene 


NR_028798.1 
ae Bacteria; 


ref|NR_028791.1| Nocardia fluminea 
0 Nocardia fluminea Bacteria; 


eae; Nocardiaceae; Nocardia. 
ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 


ales; 


Streptosporangineae; 
ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 
ceae; Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


ceae; Pandoraea. 

ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 

ceae; Pandoraea. 

ref|NR_028727.1| Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


265678401 


subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 


aceae; Ruegeria. 

ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 

stis. 

ref|NR_028704.1| Nocardia cerradoensis 
2 Nocardia cerradoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028703.1| Salinivibrio costicola 


964933 966480 Salinivibrio costicola 


subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Salinivibrio. 


262968 Bacteria_1 
Sapovorans strain 
Firmicu 
262968 Bacteria _1 
peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 
262968 Bacteria_16S 
indonesiensis str 


Bacteria; 


indonesiensis Bac 
Acetobacter. 


262968 Bacteria_16S 
shabanensis strai 
shabanensis Bacte 


Salinisphaera. 


262968 Bacteria_16S 
lucentensis strai 
Proteob 
262968 Bacteria_16S 


Bacteria; 
iheyensis HTE831 
Bacteria; 
Bacteria; 


pacificum DSM 126 


DSM 12653 Bacteri 
Carboxydibrachium. 
262968 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


262968 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


262968 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


262968 Bacteria_16S 


temperatum strain 
temperatum Bacter 


262968 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


262968 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


262968 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


262968 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


262968 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


262968 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


262968 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


262968 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


262968 Bacteria_16S 


ulvae strain UL12 


Pseudoalteromonas 


Firmicu 
262968 Bacteria_16S 
DSM 16795 16S rib 
Firmicu 
262968 Bacteria_16S 


6S 993312 993416 1 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
6S 1005517 1005622 1 107 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


107 gi 


1093371 10934211 51 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1140226 11403311 107 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


1150745 1150850 1 
n QMT2 
acteria 


107 gi 
16S ribosomal RNA, partial sequ 
; Alphaproteobacteria; Rhodospi 
1155283 1155388 1 107 gi 
16S rib 
tes; Bacillales; Bacillaceae; 
1176577 1176682 1 

osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1194685 11947901 107 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


Oceanoba 
107 gi 


1206856 1206894 1 39 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1238551 1238656 1 107 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1240067 1240172 1 107 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1243055 1243160 1 107 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1277509 1277614 1 107 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1283459 1283564 1 107 gi 


etaproteobacteria; Burkholderiales; Bu 
1315339 1315444 1 107 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1316886 1316991 1 107 gi 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1359584 1359689 1 107 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

1377821 1377926 1 107 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1382247 1382352 1 107 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1386810 1386915 1 107 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 


gi 


osomal RNA, partial sequence 1154576 11561 


1175949 11773 


16S ribosomal RNA, partial sequence 1282800 12842 


1316224 13177 


1381574 13830 


1386182 13876 


265678382 
ce 99261 
phomonadac 
265678374 
al sequenc 
eria; Alte 


265678314 
quence 
eria; Rhod 
253680763 
quence 

ia; Salini 


253680756 
ence 11501 
rillales; 

253680753 


cillus. 
228718376 


idiaceae; 
228715634 
11940 
obacterale 


228715354 
12061 
richales; 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 
a; Rhizobi 
219846127 
quence 
ia; Altero 
219846066 


rkholderia 
228716557 
1 sequence 
laceae; Ba 
228715851 


ales; Micr 
228720024 
quence 
bacteria; 


228717562 
ce 13771 
nadales; A 


228717104 


diomarinac 
228716754 


riales; Bu 
219857444 


1403206 14033111 107 gi 
16S ribosomal RNA, partial sequence 


ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref |NR_028616.1 
1092739 109419 
ospirillales; Ac 


ref |NR_028011.1 
1139586 114102 
sphaerales; Sali 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_028001.1 


ref|NR_027573.1 
Clostridium. 
ref |NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_025717.1 
1276861 127826 
monadales; Colwe 
ref |NR_025656.1 


ceae; Burkholder 
ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_027540.1 


ococcineae; Trop 
ref|NR_027587.1 

1358923 136041 
Burkholderiales; 
ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 
ref|NR_027560.1 
eae; Idiomarina 
ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref |NR_025032.1 


Syntrophomonas 
phomonas sapovorans 
nas. 

Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Acetobacter 
2 Acetobacter 
etobacteraceae; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Catenibacterium 

bacterium mitsuokai DSM 

eae; Catenibacterium. 
Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 
Thalassomonas 

8 Thalassomonas 

lliaceae; Thalassomonas. 
Burkholderia hospita 


83 Burkholderia hospita Bacteria; 


ia. 
Bacillus subtilis 
3 Bacillus subtilis 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Burkholderia 

0 Burkholderia 
Burkholderiaceae; 


Teredinibacter 
nibacter turnerae T7901 


enera incertae sedis; 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Pseudoalteromonas 


1402605 1403959 Pseudoalteromonas ulvae 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


262968 Bacteria_16S 1409191 1409295 1 107 gi| 224581401 |ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 1446049 1446154 1 107 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

262968 Bacteria_16S 1470146 1470251 1 107 gi| 224581406 |ref|NR_027187.1| Psychrobacter 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

262968 Bacteria_16S 1471682 1471732 1 51 gi|224581405|ref|NR_027186.1| Achromobacter 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
262968 Bacteria_16S 1473072 1473177 1 107 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

262968 Bacteria_16S 1485329 1485434 1 107 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

262968 Bacteria_16S 1489936 1490041 1 107 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

262968 Bacteria_16S 1492897 1493002 1 107 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

262968 Bacteria_16S 1504861 1504966 1 107 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

262968 Bacteria_16S 1533576 1533681 1 107 gi|219857425|ref|NR_025013.1| Burkholderia 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

262968 Bacteria_16S 1545816 1545921 1 107 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

262968 Bacteria_16S 1547330 1547435 1 107 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

262968 Bacteria_16S 1758776 1758818 1 43 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

262968 Bacteria_16S 1790258 1790363 1 107 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

262968 Bacteria_16S 1804029 1804134 1 107 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

262968 Bacteria_16S 1842302 1842407 1 107 gi| 219878307 |ref|NR_025446.1| Bacillus halodurans 


strain DSM 497 16 
Firmicutes; Bacil 


262968 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


262968 Bacteria_16S 
n CS-K2 16S ribosomal RNA, partial seq 


thiooxidans strai 
thiooxidans Bacte 


262968 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


262968 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


262968 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


262968 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1874192 1874297 1 107 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
1878717 1878822 1 107 gi 
ria; Proteobacteria; Betaproteobacteri 
1889608 1889713 1 107 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1915042 19151471 107 gi 
n CM1 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1922759 1922864 1 107 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


1968434 1968539 1 107 
ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 


gi 


s 
Ac 


ue 
a; 


e 
le 


nc 
ni 


al 
te. 


Incertae Sedis; 


1841624 18431 
219878285 
equence 


tinomyce 


219878282 


nce 
Bur 


219878272 


1 
Ss; 


e l 
baci 


219878246 
sequenc 


ria; 


219878216 
1967755 1969180 Thermicanus aegyptius Bacteria; 
Thermicanus. 


Phyll 
219878252 


ref 


tale 


ref 


deri 
ref 


khol 


8889 
obac 
ref 

9143 
llus. 
ref 


Burkhol 


1873541 18749 


1878060 18795 


88 1890453 Mesor 


61 1915860 Paeni 


e 1922112 19235 


NR_025424.1 
3 
s; Micrococc 
NR_025421.1 

4 
ales; Burkho 
NR_025411.1 
h 
teriaceae; M 
NR_025391.1 
b 


NR_025385.1 
6 
U 


deriales; B 


ref 


32 Bacillus halodurans Bacteria; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Limnobacter 

7 Limnobacter 
lderiaceae; Limnobacter. 
Mesorhizobium 

izobium chacoense 
esorhizobium. 
Paenibacillus 

acillus azoreducens 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


NR_025355.1 


Thermicanus aegyptius 


262968 Bacteria_ 


frisingense strain GSF30 16S ribosomal RNA, partial seq 
frisingense Bacteria; Proteobacteria; Betaproteobacteri 


Herbaspirillum. 
262968 Bacteria_ 


jannaschiana strain ATCC 33883 16S ribosomal RNA, parti 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacte 


262968 Bacteria_ 


strain DSM 2665 1 


262968 Bacteria_ 


strain ATCC 15253 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


262968 Bacteria_ 
elongatus strain 


elongatus Bacteria; Proteobacteria; Gammaproteobacteria 


Microbulbifer. 
262968 Bacteria_ 


salipaludis strain SM-1 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Alteromo 


Bacteria; 
262968 Bacteria_ 


zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
262968 Bacteria_ 


aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


Bacteria; 
262968 Bacteria_ 


kribbensis strain 


Bacteria; 
262968 Bacteria_ 
ruthenica strain 
Bacteria; 


16S 1971228 1971333 1 107 gi 


16S 2013053 2013158 1 107 gi 


16S 2014513 2014618 1 107 gi 


16S 2023378 2023483 1 107 gi 


16S ribosomal RNA, partial sequence 


16S 2116558 2116663 1 107 gi 
DSM 6810 16S ribosomal RNA, partial se 


16S 2137731 2137836 1 107 gi 


16S 2158791 2158896 1 107 gi 


16S 2222376 2222481 1 107 gi 


16S 2227003 2227108 1 107 gi 


Bacillales; Paenibacillaceae; 


16S 2271453 2271558 1 107 


gi 


uence 
a; 


al 
ria; 


6S ribosomal RNA, partial sequence 2013915 20153 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


quence 
; Alteromonadales; 


les; 


AM49 16S ribosomal RNA, partial sequence 
Firmicutes; Paenibacillus. 
KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


219878214|ref 
1970584 19720 


Burkholderiales; 


219878187 |ref 
sequence 2012455 20138 
Rhodobacterales; 
219878186|ref 


219878180 
20227 


ref 


Caulobac 
219857657 |ref 


2115900 21173 


2221792 2223169 Xanth 
Xanthobacteraceae; X 
219857581|ref 
2226329 2227839 Paeni 
219857552 |ref 


Pseudoalteromona 


NR_025353.1 


NR_025326.1 


Hyphomonadaceae; 
NR_025325.1 
24 Hyphomonas polymorpha Bacteria; 
Hyphomonas. 
NR_025319.1 
70 2024208 Caulobacter henricii Bacteria; 
aulobacteraceae; 
NR_025246.1 


NR_025169.1 


NR_025140.1 
90 2272278 Pseudoalteromonas ruthenica 


Pseudoalteromonas. 


262968 Bacteria_16S 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 


262968 Bacteria_16S 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudoalteromonas. 


262968 Bacteria_16S 


2272925 22730301 
Proteobacteria; 


2291121 22912261 


2300071 2300176 1 


107 


Gammaproteobacteria; Alte 


107 


107 


strain 63287 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
262968 Bacteria_16S 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 
brasilensis Bacteria; 
262968 Bacteria_16S 


strain IPT10 16S 
Proteobacteria; 


Roseinatronobacter. 


262968 Bacteria_16S 


2316822 2316927 1 
Firmicutes; 


2330374 2330479 1 


2336381 2336486 1 


2337813 2337918 1 


Bacillales; 


107 


107 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
262968 Bacteria_16S 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; 


107 


107 


strain BG29 16S ribosomal RNA, partial sequence 


Paenibacillaceae; 


219857551 
sequence 


gi 


219857538 
sequence 


gi 


gi|219857530 
2299447 23008 
gi]219857518 
Pp 
gi|219857509 
2329695 23312 


gi|219857504 


gi|219857503 
2337153 23386 


ref 


romonadales; 


Alteromonadales; 


ref 


ref 
Rhodobacterales; 


ref 


2272329 22737 


2290487 22919 


2316148 23175 


aenibacillus. 
NR_025097.1 
17 Burkholderia 
Burkholderi 
NR_025092.1 


2335756 23371 


NR_025139.1 


Pse 


Pseu 


Rhodo 


NR_025091.1 
51 Heliobacterium undosum Bacteria; 


7 


6 


3 


0 


Herbaspirillum 


49 Herbaspirillum 


Oxalobacteraceae; 


Hyphomonas 
64 Hyphomonas 
Hyphomonas. 


Hyphomonas polymorpha 


Caulobacter henricii 


ter. 
Microbulbifer 


90 Microbulbifer 


Alteromonadaceae; 


219857643|ref|NR_025232.1| Microbulbifer 
ence 2137073 2138564 Microbulbifer salipaludis 
nadales; Alteromonadaceae; Microbulbifer. 
219857629|ref|NR_025218.1]| Paracoccus 
partial sequence 2158194 2159597 Paracoccus 
Rhodobacterales; Rhodobacteraceae; 
219857584 |ref|NR_025172.1| Xanthobacter 


obacter aminoxidans 
anthobacter. 
Paenibacillus 
bacillus kribbensis 


Pseudoalteromonas 
daceae; 
Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 
Pseudoalteromonas 


9 Pseudoalteromonas 
doalteromonadaceae; 


ref|NR_025118.1| Bosea massiliensis 
77 Bosea massiliensis Bacteria; 

ae; Bosea. 

ref|NR_025106.1| Paenibacillus 


1 Paenibacillus 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Heliobacterium undosum 


Firmicutes; 


strain LMG 16225 
Proteobacteria; 


strain AML-C10 16 
Proteobacteria; 


strain B1/Tl1 16S 


262968 Bacteria_16S 
strain 1219 16S ribosomal RNA, partial sequence 


Clostridia; 
262968 Bacteria_16S 


Clostridiales; 


2384907 2385012 1 107 gi 


2386431 2386536 1 107 gi 
LMG 19076 16S ribosomal RNA, partial 


2413931 2414036 1 107 
S ribosomal RNA, partial sequence 


gi 


2483472 2483577 1 107 
ribosomal RNA, partial sequence 


gi 


Heliobacteriaceae; 


16S ribosomal RNA, partial sequence 2384259 23857 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
262968 Bacteria_16S 
caledonica strain 
caledonica Bacteria; Proteobacteria; Betaproteobacteria 
262968 Bacteria_16S 


sequence 
; Burkholderiales; 


2413261 24147 


2482825 24842 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2491041 2491146 1 107 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Heliobacterium. 
219857470|ref 
30 Burkholderia 
Burkholde 
219857469|ref 

2385781 23872 
Burkho 


219857451 |ref 


219857394|ref 


NR_025058.1 


NR_025057.1 


NR_025039.1 
76 Methylosarcina fibrata Bacteria; 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylos 
262968 Bacteria_16S NR_024982.1 


86 Mycoplasma gypis Bacteria; 


Burkholderia fungorum 
fungorum Bacteria; 

ria. 

Burkholderia 

56 Burkholderia 
lderiaceae; Burkholderia. 
Methylosarcina fibrata 


arcina. 
Mycoplasma gypis 


219857389 |ref 


NR_024977.1 
2490394 2491854 Mycoplasma anseris Bacteria; 


Mycoplasma anseris 


262968 Bacteria_16S 


2519790 2519895 1 


107 


ATCC 700122 16S ribosomal RNA, partial sequence 


Actinobacteria; 
262968 Bacteria_16S 


Coriobacteridae; 


2539215 25393201 


Coriobacteriales; 


107 


strain VP-5 16S ribosomal RNA, partial sequence 


262968 Bacteria_16S 
strain MHS-3 16S 


262968 Bacteria_16S 
subsp. spizizenii 
subtilis subsp. 
262968 Bacteria_16S 


multivorans strain DM13 16S ribosomal RNA, partial sequence 26607 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
262968 Bacteria_16S 


2541950 2542055 1 


2551064 2551169 1 


2661384 2661489 1 


2662768 2662873 1 


107 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


107 


strain NRRL B-23049 16S ribosomal RNA, 
spizizenii Bacteria; Firmicutes; Bacillales; 


107 


107 


strain IM1 16S ribosomal RNA, partial sequence 


262968 Bacteria_16S 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; 


262968 Bacteria_16S 


2680927 2680968 1 


Firmicutes; 
2698724 2698829 1 


MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 
262968 Bacteria_16S 


laceae; 


Bacillus. 
2716770 2716875 1 


42 


Lactobacillales; 


107 


107 


strain Y223G 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


262968 Bacteria_16S 


chlorophenolicum strain CPW301 16S ribosomal RNA, partial 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 
262968 Bacteria_16S 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobac 


262968 Bacteria_16S 
strain SIR-1 16S 
Proteobacteria; 

262968 Bacteria_16S 
herbarius strain 
Bacteria; 
262968 Bacteria_16S 


transvaalensis strain SAGM1 16S ribosomal RNA, partial 
transvaalensis Bacteria; 


262968 Bacteria_16S 


2718305 2718410 1 


2729030 2729135 1 


2730537 2730642 1 


2787475 2787580 1 


2794845 2794950 1 


Firmicutes; 
2814408 2814513 1 


107 


gi| 219857364 


2519150 25206 
Coriobacterineae; 


gi|219857351 


2538597 25399 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


gi|219857349 


2541332 25426 


219857343 
partial 


gi 
gi|219857216 


gi] 219857215 


2662145 26634 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; 


Bacillaceae; 


ref |NR_024952.1 


ref |NR_024939.1 


ref |NR_024844.1 
58 2662094 Methyl 


ref|NR_024843.1 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 
Coriobacteriaceae; 


Slackia. 
Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Hyphomonas. 
ref|NR_024937.1|] Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 
ref|NR_024931.1| Bacillus subtilis 
sequence 2550394 2551802 Bacillus 


Bacillus. 


Methylorhabdus 
orhabdus multivorans 


Hyphomicrobiaceae; Methylorhabdus. 


Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Methylopila. 

gi|219857202|ref|NR_024830.1| Alkalibacterium 
sequence 2680270 2681761 Alkalibacterium 
Carnobacteriaceae; Alkalibacterium. 
gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 

gi|219857177|ref|NR_024805.1| Colwellia piezophila 
2716108 2717581 Colwellia piezophila Bacteria; 

Colwellia. 
gi|219857176|ref|NR_024804.1| Herbaspirillum 


107 


107 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nannocystineae; 


107 


CP-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 


107 


Clostridia; 


107 


strain Lp2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


262968 Bacteria_16S 
huttiense strain 


Herbaspirillum. 
262968 Bacteria_16S 
strain DSM11031 1 
Firmicutes; Bacil 
262968 Bacteria_16S 


naganoensis strain ATCC53909 16S ribosomal RNA, partial 


naganoensis Bacteria; 
262968 Bacteria_16S 

strain IFO15718 1 
Firmicutes; Bacil 
262968 Bacteria_16S 
strain JCM9070 16 
Firmicutes; Bacil 
262968 Bacteria_16S 


lales; 


lales; 


lales; 


2868016 2868121 1 


2871164 2871269 1 


Bacillaceae; 
2874331 2874436 1 


Firmicutes; Bacillales; 
2875906 2876011 1 


Bacillaceae; 
2882171 2882276 1 


Bacillaceae; 
2960776 2960881 1 


ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Alteromonadales; 


262968 Bacteria_16S 
immobile strain E 
Bacteria; 
262968 Bacteria_16S 


3026132 3026237 1 


3074591 3074653 1 


107 


ATCC 14670 16S ribosomal RNA, partial 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; 


107 


107 


gi|219857168 


gi| 219857167 
2729867 27313 


219857125 
27867 


gi 


219857120 
sequence 
Clostridiales; 

gi|219857107 
2813767 28152 


gi 


219856879 
sequence 


gi 


gi| 219856877 


6S ribosomal RNA, partial sequence 2870477 28720 
Bacillus. 


219856875 
sequence 


gi 


Pullulanibacillus. 


107 


107 


S ribosomal RNA, partial sequence 
Bacillus. 


107 


2960112 2961625 Colwellia 
Colwelliaceae; 


107 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 


63 


gi| 219856874 


6S ribosomal RNA, partial sequence 2875223 28767 
Bacillus. 


gi| 219856870 
2881499 28830 
gi| 219856816 
Colwellia. 


gi| 219846906 
30255 


219846872 


gi 


sequence 2717632 27191 
Burkholderiales; 


illaceae; 


Alicyclobacillus. 


Clostridiaceae; 


Burkholderiales; 


Caulobacteraceae; 


0 
(e) 


ref |NR_024796.1 
2728379 272981 
Alicyclobacill 
ref|NR_024795.1 
50 Plesiocystis 
Nannocystaceae 
ref|NR_024753.1 
86 2788314 Alicyc 


ref |NR_024748.1 
2794179 279557 


ref|NR_024735.1 
09 Tetrasphaera 
Intrasporangia 
ref |NR_024698.1 

2867356 286884 
Oxalobac 


ref|NR_024696.1 


ref|NR_024694.1 
2873633 287517 


ref|NR_024693.1 


ref|NR_024689.1 


ref |NR_024635.1 


maris Bacte 


ref |NR_026498.1 
10 3026975 Phenyl 


ref|NR_026464.1 


5 Herbaspirillum 
xalobacteraceae; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Alicyclobacillus 
lobacillus herbarius 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Herbaspirillum 

5 Herbaspirillum 
teraceae; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Colwellia maris strain 
ria; Proteobacteria; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Ferribacterium 


limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 


262968 Bacteria_16S 


caribensis strain 
caribensis Bacter 


262968 Bacteria_16S 


strain Z-7934 16S 
Firmicutes; Clost 


262968 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


262968 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


262968 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


262968 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


262968 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


262968 Bacteria_16S 


strain DSM 11140 
Actinobacteria; A 


262968 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


262968 Bacteria_16S 


strain TagT2C 16S 
Proteobacteria; A 


262968 Bacteria_16S 


australicum strai 
australicum Bacte 


262968 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


262968 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


262968 Bacteria_16S 


strain BN6 16S ri 
Proteobacteria; A 


262968 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


262968 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


262968 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


262968 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


262968 Bacteria_16S 


carrageenovora st 


3077651 3077756 1 107 gi 

MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
3101709 3101814 1 107 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
3125840 3125945 1 
in DSM 
eria; 


’ 


Clostridiaceae; 

107 gi 
5458 16S ribosomal RNA, partial 
roteobacteria; Alphaproteobacte 


s 
P ri 
3127309 3127414 1 

ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3128797 3128902 1 107 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


107 gi 
ue 
a; 


al 
ia 


3162098 3162203 1 
in EL-2 
eria; P 


107 gi 
19 16S ribosomal RNA, partial s 


roteobacteria; Alphaproteobacteri 


3174226 31743311 107 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3225792 3225897 1 107 gi 


Ss; 


ctinobacteridae; Actinomycetales; Micr 
3233393 3233435 1 43 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3239567 3239672 1 107 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3263550 3263655 1 107 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3265070 3265175 1 107 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3309218 3309323 1 107 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3312164 3312269 1 107 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; 


oc 
qu 
hl 
ob 
al 
ia 
C1 


ob 


Sphingomonadales; 
3350189 3350294 1 107 gi 


Sp 


etaproteobacteria; Burkholderiales; Burk 
3357919 3358024 1 107 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3420074 3420179 1 107 gi 
29570 16S ribosomal RNA, partial sequ 


acteria; Gammaproteobacteria; Alteromo 


1 
e; 


en 
na 
3423036 34231411 107 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 


ia 
er 


219846870 
ue 


219846837 


219846836 


219846814 
eq 


219846805 
219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
219846765 
219846761 
3238968 32403 
219846745 
219846744 
3264433 32658 


219846715 
3308619 33100 


219846712 
3311548 33129 


219846684 
6S ribosomal RNA, partial sequence 3349528 33510 


219846678 


219846631 


219846629 


nce 


ndallia. 
equence 
a; Rhizo 
nce 


Rhizobi 


sequenc 
Rhizob 


v 


uence 
a; Rhodo 


31735 
Thermoa 
occineae 
ence 
amydiace 
acterace 


sequenc 
Rhizob 


v 


ostridiu 


acterace 


hingomon 


holderia 


sequence 


Actinom 


ce 34194 
dales; P 


1 sequen 
ia; Alte 


3424519 34246241 107 gi 


rain ATCC 12662 16S ribosomal RNA, parti 


219846628 


al seque 


Burkhold 
219846854 
3101054 31025 
Ti 
219846838 


ref |NR_026462.1 

3076975 307840 
eriales; Burkhol 
ref |NR_026446.1 


ref|NR_026430.1 
125234 312665 


biales; Hyphomic 


Ww 


ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 
ref |NR_026406.1 
161511 316291 
bacterales; Rho 


Ww 


ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026362.1 
; Intrasporangia 
ref |NR_026357.1 
3232707 323424 
ae; Parachlamydi 
ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026336.1 


m. 
ref |NR_026307.1 
Xanthobacter 
NR_026304.1 


ae; 
ref 


adac 
ref 


eae; Sphingo 
NR_026276.1 
ceae; Paucimonas 
ref |NR_026270.1 

3357257 335877 
ycetales; Microc 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref 
nce 


NR_026220.1 
342386 


id 


Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Janibacter limosus 


’ 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Parachlamydia 

7 Parachlamydia 

a. 

Xanthobacter tagetidis 


tagetidis Bacteria; 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Xanthobacter flavus 


30 Xanthobacter flavus Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Brachybacterium 
0 Brachybacterium 
occineae; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonad 


262968 Bacteria_16S 


atlantica strain 
atlantica Bacteri 


Pseudoalteromonas. 


aceae; Pseudoalteromonas. 

3427478 3427583 1 107 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


eq 


v 


262968 Bacteria_16S 


3454322 3454427 1 107 


gi 


219846626 


Alteromo 


219846607 


uence 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Kocuria kristinae 


NR_026199.1 


strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 3455136 Kocuria kristinae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


262968 Bacteria_16S 3527136 35272411 107 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 3542512 3542617 1 107 gi|219846548|ref|NR_026140.1| Bacillus clausii 


strain DSM 8716 1 


6S ribosomal RNA, partial sequence 


3541838 35433 


42 Bacillus 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 3545622 3545727 1 107 gi| 219846546 |ref|NR_026138. 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus 
Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 3556397 3556502 1 107 gi|219846538|ref|NR_026130. 
strain 106 16S ribosomal RNA, partial sequence 3555718 35572 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
262968 Bacteria_16S 3717005 37171101 107 gi|219846425|ref|NR_026016. 
strain E-37 16S ribosomal RNA, partial sequence 3716418 37177 


cohnii Bacteria; 


clausii Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula. 

262968 Bacteria_16S 3763259 3763364 1 107 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

262968 Bacteria_16S 3796267 3796372 1 107 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

262968 Bacteria_16S 3800759 3800864 1 107 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium ciceri Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
262968 Bacteria_16S 


strain 18323 16S 
Proteobacteria; 


Clostridia; 


thermocopriae Bac 


Thermoanaerobacte 
262968 Bacteria_16S 


strain NZP 2213 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
262968 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


262968 Bacteria_16S 


strain R22 16S ri 
Proteobacteria; 


strain CM2104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
262968 Bacteria_16S 


strain SW-154 16S 
Proteobacteria; 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


262968 Bacteria_16S 


vulcanalis strain 
Bacteria; Firmicu 


262968 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


262968 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


262968 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


262968 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


262968 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


B 
262968 Bacteria_16S 
strain 7 16S ribo 
Clost 
262968 Bacteria_16S 
thermocopriae str 


G 
262968 Bacteria_16S 


G 
262968 Bacteria_16S 


etaproteobacteria; Burkholderiales; Al 
3834257 3834362 1 107 gi 


ca 


ridiales; Ruminococcaceae; Ruminococcu 
3881433 3881538 1 107 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 


Yr. 


Ss. 


quence 


na 


3967467 3967572 1 
6S ribosomal RNA, 


107 gi 
complete sequence 3966839 396 
ob 
3996744 3996849 1 107 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


ue 
a; 


nce 


4010275 4010380 1 107 gi 
bosomal RNA, partial sequence 4009610 401 
ammaproteobacteria; Alteromonadales; Idi 
4011764 4011869 1 107 gi 
ribosomal RNA, partial sequence 4011119 401 
oc 
4017754 4017832 1 79 

ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 

4022384 4022489 1 107 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


gi 
4017086 401 


uence 
a; Pse 


eq 
ri 


4048226 4048331 1 107 gi 
CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 

4057087 4057192 1 107 gi 
TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 
4060130 4060235 1 107 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
4083021 4083126 1 107 gi 
2301083 16S ribosomal RNA, partial seq 
a; Firmicutes; Bacillales; Paenibacill 
4135852 4135894 1 43 gi 
rain MQ-4 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; 
4142114 41421561 43 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


ce 40 
icycl 


4 
° 


en 
Al 


e 40 
dales 


5 


, 


ne 
na 


al 
ri 


e 
r 


sequ 
a; Bu 


ue 
ac 


nce 
eae; P 
uence 
lasma 


eq 
Entomop 
gi 


t 


Spiroplasmataceae; 


ligenace 
219846339 
somal RNA, partial sequence 3833603 3835009 Rumin 
219846308 
erobacte 


219846247 


acteriac 
219846227 


Sphingo 
219846216 


omarinac 
219846215 


occineae 


219846211 


219846208 


219846188 


219846182 


219846180 


219846164 


219846123 


219846119 


Bordetella. 
NR_025929. 


ae; 
£ 
ococ 


NR_025898. 
S; 
ref |NR_025837. 
83 
eae; 
ref|NR_025817. 


monadales; 


ref|NR_025806. 
10 
eae; 
ref|NR_025805. 
25 
; In 
ref|NR_025801. 


85 


ref 

4021723 40232 
udomonadales; 
ref 
75 
bacill 
ref 


us. 


64 
Alter 
ref ral 
e 4059499 40609 
olderiales; 
ref 
4082348 40838 
nibacillus. 
ref 


ne 
kh 


ae 


rs 


135174 41366 
ales; 


ref 


Spiroplasma. 


cus albus 7 


Thermoan 


15 Mesorhizobium 
Mesorhizob 


3996136 39975 
Eryt 


NR_025798.1 
Mora 


NR_025778.1 
66 4049023 Alicy 


NR_025772.1 
29 4057918 Micro 
omonadaceae 
NR_025770.1 


Oxa 
NR_025754.1 
NR_025713.1 
Spiroplasma 


NR_025709.1 
4141437 4142950 Spiroplasma montanense Bacteria; 


8 
a 


i 


7 
h 


a 


1 


c 
b 
7 
3 
1 


2 


8 
t 


obacteriaceae; Mesorhizobium. 
3803831 3803881 1 51 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Mesorhizobium loti 
loti Bacteria; 

um. 

Erythrobacter 

9 Erythrobacter 
robacteraceae; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 
Idiomarina 


Janibacter melonis 


97 Janibacter melonis Bacteria; 
trasporangi 


ceae; Janibacter. 
Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Alicyclobacillus 
lobacillus vulcanalis 


Microbulbifer 

ulbifer maritimus 
Microbulbifer. 
Duganella 

7 Duganella 
obacteraceae; Duganella. 
Paenibacillus 

2 Paenibacillus 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 


Spiroplasma montanense 


262968 Bacteria_16S 4149942 4149984 1 43 gi|219846114|ref|NR_025704.1]| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

262968 Bacteria_16S 4151497 4151539 1 43 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

262968 Bacteria_16S 4154491 4154533 1 43 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

262968 Bacteria_16S 4159188 41592301 43 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

262968 Bacteria_16S 4189726 4189831 1 107 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

262968 Bacteria_16S 4194324 4194429 1 107 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 


Proteobacteria; 


262968 Bacteria_ 


formicaceticum s 
formicaceticum B 


262968 Bacteria_ 


strain Ben 16S r 
Tenericutes; Mol 


262968 Bacteria_ 


strain J233 16S 
Tenericutes; Mol 


262968 Bacteria_ 


strain Sd/3 16S 
Firmicutes; Baci 


262968 Bacteria_ 


strain R9242 16S 


262968 Bacteria_ 


marismortui stra 
Bacteria; Firmic 


262968 Bacteria_ 


nematophilus str 
nematophilus Bac 


262968 Bacteria_ 


quisquiliarum st 


quisquiliarum Bac 
262968 Bacteria_ 


hartmannellae st 


hartmannellae Bac 


Betaproteobacteria; Burkholderiales; Al 
16S 155412 155453 1 42 gi 
train Al 16S ribosomal RNA, partial seq 
acteria; Firmicutes; Clostridia; Clostr 
16S 277486 277527 3 44 gi 
ibosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 
16S 319815 319856 3 44 gi 
ribosomal RNA, partial sequence 


276812 27827 


265678847 


319228 32064 


ref 


0 Acholeplasma 


NR_029152.1 


caligenaceae; Kerstersia. 
265678959|ref|NR_029267.1| Clostridium 

uence 154728 156242 Clostridium 

idiales; Clostridiaceae; Clostridium. 

265678875 |ref|NR_029181.1]| Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Acholeplasma palmae 


palmae Bacteria; 


licutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

16S 501988 502029 1 42 gi|265678717|ref|NR_029022.1| Bacillus indicus 

ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 

llales; Bacillaceae; Bacillus. 

16S 569052 569089 4 41 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 

ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 

16S 718729 718770 1 42 gi| 265678569 |ref|NR_028873.1| Virgibacillus 

in 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 

utes; Bacillales; Bacillaceae; Virgibacillus. 

16S 761952 761993 1 42 gi| 265678538 |ref|NR_028842.1| Paenibacillus 

ain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 

teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

16S 1046729 1046770 1 42 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 

rain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 

teria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

16S 1247611 1247652 1 42 gi| 219857449 |ref|NR_025037.1| Neochlamydia 

rain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 

teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

16S 1367074 1367115 1 42 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 


262968 Bacteria_ 


strain E58 16S r 


262968 Bacteria_16S 1767710 1767751 1 42 gi| 219878359 |ref 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 17670 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family 
Sedimentibacter. 

262968 Bacteria_16S 1940972 1941013 1 42 gi| 219878234 |ref 


strain LMG 18435 
Firmicutes; Baci 


262968 Bacteria_ 


strain LMG 12370 
Firmicutes; Baci 


262968 Bacteria_ 
californiensis st 
californiensis Ba 
262968 Bacteria_ 


fructosus strain 


fructosus Bacteri 
262968 Bacteria_ 


ficulneus strain 
Bacteria; 


262968 Bacteria_ 
strain A45 16S ribosomal RNA, partial sequence 


Firmicu 


ibosomal RNA, complete sequence 


llales; 
16S 


Bacillaceae; Bacillus. 
2038479 2038520 1 42 gi 
llales; Bacillaceae; Virgibacillus. 
16S 2237684 2237725 1 42 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
16S 2249858 2249907 4 53 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Fructo 
16S 2251383 2251432 4 53 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 
16S 2283657 2283698 1 42 gi 


qu 


ba 


ce 


1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


16S ribosomal RNA, partial sequence 1940300 19418 


219878169 


16S ribosomal RNA, partial sequence 2037802 20393 


219857574 
ence 
idiales; 
219857566 
equence 
cillus. 
219857565 
22507 


219857544 


Cc 


ref 


ref 


lost 


ref 


ref 


ref 


26 Chlamydophila 


74 1768507 Sedime 


07 Virgibacillus 


2237029 2 


2249193 2 


18 2252192 F 


NR_025498.1 


XI. Incerta 


NR_025373.1 


NR_025308.1 


NR_025162.1 
23848 
ridiaceae; T 
NR_025154.1 
25066 


NR_025153.1 
ructo 


NR_025132.1 


pecorum E58 Bacteria; 
Sedimentibacter 
ntibacter saalensis 


e Sedis; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Tindallia 

3 Tindallia 
indallia. 
Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Methylobacter marinus 


2282981 2284479 Methylobacter marinus Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 


262968 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


262968 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


262968 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


262968 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


262968 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


262968 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


262968 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


262968 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


262968 Bacteria_16S 


histidinovorans s 
histidinovorans B 


262968 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


262968 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


262968 Bacteria_16S 


restrictus strain 
restrictus Bacter 


262968 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


262968 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


262968 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


262968 Bacteria_16S 


strain IAM 13153 
Proteobacteria; A 


262968 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Aestuariibacter. 


262968 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


262968 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


262968 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


262968 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


262968 Bacteria_16S 


camporealensis st 
camporealensis Ba 
Corynebacteriacea 


262968 Bacteria_16S 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 


2285201 2285242 1 42 gi 
54 16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2387961 2388002 1 42 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2564865 2564906 1 42 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2628019 2628060 1 42 gi 


in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2679388 2679429 1 42 gi 


ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2706362 2706403 1 42 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2769195 2769236 1 42 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2982210 2982251 1 42 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3088260 3088301 1 42 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3315250 3315283 9 42 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3519530 35195711 42 gi 
16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; My 
3665828 3665869 1 42 gi 


PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3709629 3709677 58 107 gi 


FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3895430 38954711 42 gi 
ribosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydia. 
3959965 3960006 1 42 
osomal RNA, partial sequence 
laceae; Bacillus. 

3976216 39763211 107 gi 
16S ribosomal RNA, complete sequence 
lphaproteobacteria; Rhizobiales; Bruce 
4128265 4128306 1 42 gi 
JC2043 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


gi 


4140549 41405901 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4160753 41607941 42 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4180619 4180660 3 44 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4209280 4209321 1 42 gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
68834 68874 1 41 gi 
rain CRS-51 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
e; Corynebacterium. 

134208 134248 1 


42 gi 


41 


ue 
ac 


1 
ri 


co 


qu 
le 


e 
ro. 


11 
ue 


a; 


eq 
as 


eq 
la 


nce 
illus. 


ae; 


gi 


2768556 27700 


219846935 
nce 

eae; Chl 
219846863 
sequence 
diales; 
219846710 


3314589 33160 
et 


a. 
219846563 
35188 
plasma. 

219846461 
ence 

Ss; Pepto 
219846430 
37089 
biales; 

219846298 


3894733 38962 


219846252 


3959295 39607 


219846241 
39756 
aceae; M 
219846131 
nce 


219846120 
uence 
matales; 
219846107 
uence 
smatales 
219846092 


4179947 41814 
Entomoplasmat 


aceae; M 
219846069 
42085 


265679018 
sequence 
Actino: 


265678973 


Alteromonad 


ref |NR_026527.1 
2981577 298305 
amydophila. 
ref|NR_026455.1 
3087607 308909 
Clostridiaceae; 
ref |NR_026302.1 


ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_025888.1 


ref|NR_025842.1 


ref|NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025721.1 
127615 412904 
ales; Altero 


rs 


ref|NR_025710.1 

4139871 414138 
Spiroplasmatace 
ref |NR_025697.1 

160075 416159 
; Spiroplasmatac 
ref |NR_025682.1 


rs 


esoplasma. 
ref|NR_025659.1 
91 4210111 Lentib 


ref|NR_029326.1 
68186 69586 


mycetales; Coryn 


ref 


77 Bacillus firmus Bacteria; 


219857542|ref|NR_025130.1| Bacillus sonorensis 
2284530 2285939 Bacillus sonorensis Bacteria; 

219857468|ref|NR_025056.1| Thermoanaerobacter 

nce 2387307 2388807 Thermoanaerobacter yonseiensis 

s; Thermoanaerobacteraceae; Thermoanaerobacter. 

219857291|ref|NR_024922.1| Eubacterium 

ial sequence 2564201 2565708 Eubacterium 

ridiales; Eubacteriaceae; Eubacterium. 

219857246|ref|NR_024876.1| Gracilibacillus 

nce 2627322 2628862 Gracilibacillus halotolerans 

acillus. 

219857203|ref|NR_024831.1| Lentibacillus 

sequence 2678696 2680219 Lentibacillus 

ceae; Lentibacillus. 

219857184|ref|NR_024812.1| Exiguobacterium 

equence 2705678 2707191 Exiguobacterium 

les Family XII. Incertae Sedis; Exiguobacterium. 

219857138|ref|NR_024766.1| Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Chlamydophila 
5 Chlamydophila 


Natronincola 
0 Natronincola 
Natronincola. 
Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Mycoplasma genitalium 
asma genitalium 


Dehalobacter 
8 Dehalobacter 
obacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Bacillus firmus strain 
Firmicutes; 


Mycoplana bullata 
ana bullata Bacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Lentibacillus 
acillus salicampi 


Corynebacterium 
Corynebacterium 


ebacterineae; 


Arthrobacter 


NR_029281.1 


133546 135015 Arthrobacter ureafaciens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


262968 Bacteria_16S 
strain KS 0043 16 
Proteobacteria; B 
262968 Bacteria_16S 
strain YIM 70081 


262968 Bacteria_16S 
sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 
262968 Bacteria_16S 
delbrueckii subsp. 


Lactobacillus. 
262968 Bacteria_16S 
subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae; 
262968 Bacteria_16S 
gastricus strain 
gastricus Bacteria; 
262968 Bacteria_16S 
kalixensis strain 
kalixensis Bacteria; 
262968 Bacteria_16S 
strain YIM 70085 


262968 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 
262968 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
Corynebacteriaceae; 
262968 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
Nesterenkonia. 
262968 Bacteria_16S 
strain YIM 31530 


262968 Bacteria_16S 
J18 16S ribosomal 
Actinobacteridae; 
262968 Bacteria_16S 
australiensis str 
australiensis Bac 
Quatrionicoccus. 
262968 Bacteria_16S 
kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 
262968 Bacteria_16S 
gangotriensis str 
gangotriensis Bac 


S ribosomal RNA, 


train IMET 11532, 


307873 307913 1 


359321 359361 1 


360867 360907 1 


380426 380466 4 


401906 402008 4 


412825 412865 4 


Kx156A7 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
414429 414469 4 


Kx127A2 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
421993 422033 1 


426700 426740 1 


428244 428284 1 


Corynebacterium. 
429787 429827 1 


462038 462078 4 


466548 466588 1 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


481849 481889 1 
Proteobacteria; 
494249 494289 1 


495754 495794 1 


Micrococcaceae; Arthrobacter. 


262968 Bacteria_16S 
defluvii strain B 
Bacteria; Proteob 
262968 Bacteria_16S 
strain BSB 41.8 1 
Proteobacteria; B 
262968 Bacteria_16S 
strain DV1140 16S 
Thermotogae; 
262968 Bacteria_16S 
strain CS1 16S ri 
Firmicutes; Lacto 
262968 Bacteria_16S 


ciconiae strain BS13 16S ribosomal RNA, partial sequence 


498856 498896 1 


500408 500448 1 


505030 505137 1 


514069 514109 4 


524754 524794 1 


Lactobacillaceae; 


41 


41 


41 


n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


44 


indicus strain NCC725 16S ribosomal 


Lactobacillus delbrueckii subsp. indicus Bacteria; 


107 


16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 


ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 


in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


ain Ben 117 16S ribosomal RNA, partial 
teria; 


in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


obacteridae; Actinomycetal 

44 gi| 265678779 |ref|NR_029084.1 

complete sequence 412124 413673 

Lactobacillaceae; Lactobacillus. 

44 gi| 265678778 |ref|NR_029083.1 

complete sequence 413724 415278 

Lactobacillaceae; Lactobacillus 

41 gi| 265678773 |ref|NR_029078.1 
ococcineae; Yaniellaceae; 

41 gi|265678770|ref|NR_029075.1 

1 sequence 426041 427535 

e; Actinomycetales; Microc 

41 gi| 265678769 |ref|NR_029074.1 

sequence 427586 429077 

; Actinomycetales; Coryneb 

41 gi|265678768|ref|NR_029073.1 

sequence 429128 430610 

; Actinomycetales; Microco 

44 gi| 265678743 |ref|NR_029048.1 

ionibacterineae; Nocardioi 

41 gi|265678740|ref|NR_029045.1 

465880 467346 Rothia amarae Bacteri 

ococcaceae; Rothia. 

41 gi|265678730|ref|NR_029035.1 

sequence 481171 482647 

Betaproteobacteria; Rhodocyclales; Rhodoc 
41 gi| 265678722 |ref|NR_029027.1 

quence 493586 495067 

; Actinomycetales; Microco 

41 gi|265678721|ref|NR_029026.1 

quence 495118 496571 


ain LzlY 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


41 


SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


41 


109 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho 


bosomal RNA, partial sequence 
bacillales; 


gi|265678855 


complete sequence 307188 30872 
etaproteobacteria; Burkholderiales; Co: 


gi|265678815 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


mamonadace 


ref 


ae; 
ref 


4 Nesterenkonia 


NR_029161.1 


Comamonas. 
NR_029120.1 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Nesterenkonia lutea 
lutea Bacteria; 


ococcineae; Micrococcaceae; Nesterenkonia. 
gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
gi|265678801|ref|NR_029106.1| Lactobacillus 
RNA, partial sequence 379741 381255 


gi|265678787 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


265678719 
ence 49817 
riales; 
265678718 


gi 


gi 


6S ribosomal RNA, partial sequence 499730 50125 
etaproteobacteria; Burkholderiales; Co: 


gi| 265678715 
504361 50587 


44 gi| 265678709 

513446 51481 
Lactobacillus. 

41 gi|265678702 


artial sequenc 


e; Actinomycet 


mamonadace 


Firmicutes; 


ref 


ref 


ref 


ae; 


ref 


ref 


8 499679 Hydro 
Comamo 


3 Lactobacillus 


NR_029092.1 
e 401266 


ales; Microc 
NR_029024.1 
g 
nadaceae; Hy 


NR_029023.1 


Hydrogenopha 
NR_029020.1 


NR_029014.1 


ref 


Lactobacillales; 


Lactobacillaceae; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Nesterenkonia 
Nesterenkonia 


ccineae; Micrococcaceae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Rothia amarae strain 
a; Actinobacteria; 


Quatrionicoccus 
Quatrionicoccus 
yclaceae; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Lactobacillus rossiae 
rossiae Bacteria; 


NR_029007.1 


Corynebacterium 


524146 525550 Corynebacterium ciconiae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


262968 Bacteria_16S 


533909 533949 1 


41 


strain K11 16S ribosomal RNA, partial sequence 


Proteobacteria; 
262968 Bacteria_16S 
versmoldensis str 
versmoldensis Bac 
262968 Bacteria_16S 
strain LV3 16S ri 


262968 Bacteria_16S 


teria; 


550802 550842 4 


Firmicutes; 
564538 564640 4 


573550 573590 1 


Betaproteobacteria; Burkholderiales; 


44 


107 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


41 


gi 


533233 53475 
mamonadace 


gi 
gi 
56 


gi 


tuberculostearicum strain Medalle X 16S ribosomal RNA, 


tuberculostearicum Bacteria; Actinobacteria; Actinobact 


Corynebacteriaceae; Corynebacterium. 


262968 Bacteria_16S 
valerianellae str 
valerianellae Bac 
262968 Bacteria_16S 


teria; 


576540 576580 1 


Proteobacteria; 
579445 579485 1 


41 


41 


gi 


ain CFBP 4730 16S ribosomal RNA, parti 
Betaproteobacte 


gi 


glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 


glaucum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


262968 Bacteria_16S 
mindensis strain 
mindensis Bacteria; 
262968 Bacteria_16S 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 


aurimucosum Bacte 


611227 611267 4 


TMW 1.80 16S ribosomal RNA, 
Firmicutes; 


623315 623355 1 


Corynebacteriaceae; Corynebacterium. 


262968 Bacteria_16S 
lacusekhoensis st 


641744 641784 1 


rain EL-30 16S ribosomal RNA, 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Nesterenkonia. 


262968 Bacteria_16S 
strain CMS90 16S 


262968 Bacteria_16S 
CMS 760r 16S ribo 
Actinobacteridae; 
262968 Bacteria_16S 
N7 16S ribosomal 

Gammaproteobacter 
262968 Bacteria_16S 
strain 9A01 16S r 
Proteobacteria; 
262968 Bacteria_16S 
strain 4B02 16S r 
Proteobacteria; 
262968 Bacteria_16S 
tjernbergiae stra 
tjernbergiae Bacteria; 
Acinetobacter. 
262968 Bacteria_16S 
VKM Ac-1800 16S r 


262968 Bacteria_16S 
thermophilum stra 
thermophilum Bacteria; 


646442 646482 1 


647974 648014 1 


Thermodesulfobacterium. 


262968 Bacteria_16S 
ingluviei strain 
Bacteria; Firmicutes; 
262968 Bacteria_16S 

strain VKM Ac-180 


262968 Bacteria_16S 
VKM Ac-1401 16S r 


659801 659841 1 41 gi|265678609|ref|NR_028914.1 
RNA, partial sequence 659171 660617 Moraxella canis Bacte 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 
747436 747476 1 41 gi| 265678548 |ref|NR_028852.1 
ibosomal RNA, partial sequence 746844 748168 Acinetobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
748811 748851 1 41 gi| 265678547 |ref|NR_028851.1 
ibosomal RNA, partial sequence 748219 749543 Acinetobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
750186 750226 1 41 gi|265678546|ref|NR_028850.1 
in 7N16 16S ribosomal RNA, partial sequence 749594 750918 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
755928 756030 4 107 gi| 265678542 |ref|NR_028846.1 
ibosomal RNA, partial sequence 755262 75674 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
806508 806615 1 109 gi| 265678508 |ref|NR_028811.1 
in 7 16S ribosomal RNA, partial sequence 805842 807361 Thermo 
Thermodesulfobacteria; Thermodesulfobacteriales; Thermodes 
808122 808162 4 44 gi| 265678507 |ref|NR_028810.1 
KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactob 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
886909 887011 4 107 gi| 265678453 |ref|NR_028755.1 
4 16S ribosomal RNA, partial sequence 886247 887732 Agreia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
911469 911571 4 107 gi| 265678437 |ref|NR_028739.1 


262968 Bacteria_16S 
strain IMI 359870 
Proteobacteria; B 
262968 Bacteria_16S 


942399 942439 1 


943962 944002 1 


44 


complete s 


Lactobacillales; Lactob 


41 


41 


41 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


41 


ibosomal RNA, partial sequence 


41 


41 


Actinobacteria; Actinobacteridae; Act 


gi 


gi 


gi 


partial 


gi 


Co: 


La 


265678696 


265678685 


ain KU-3 16S ribosomal RNA, partial sequence 
Lactobacillales; 


265678676 
3902 56532 


265678670 


265678668 
al sequenc 
ria; 
265678666 
sequence 

inomycetal 


265678644 
equence 


265678636 
Actinomyc 
265678623 


sequence 


265678620 


645783 64725 


gi 


265678619 


somal RNA, partial sequence 647310 648789 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae; 


910794 91228 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 


gi 


265678417 
94171 


265678416 


ctobacillaceae; 


ococcineae; Microbacteriac 


partial sequen 
eridae; Ac 


Burkholde 


acillaceae; 


ial sequen 


Actinomycetales; 


ococcineae; 


ref|NR_029001.1 
ae; Ottowia. 
ref |NR_028990.1 

550095 551652 
Lactobacil 


ref|NR_028981.1 


ref|NR_028975.1 
ce 572888 


tinomycetales; 


ref |NR_028973.1 
e 575863 577354 
riales; Coma 
ref|NR_028971.1 

578821 580286 
es; Corynebacter 


ref |NR_028949.1 
610536 612079 
Lactobacillus. 
ref |NR_028941.1 
ce 622694 624168 
etales; 


ref|NR_028928.1 
641107 642573 


Micro 
ref|NR_028925.1 
9 Arthrobacter 


Micrococcaceae 
ref|NR_028924.1 
ia polaris Bacte 
Kocuria. 


; Microbacteriac 
ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Lactobacillus 
Lactobacillus 

lus. 
Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Corynebacterium 
574399 Corynebacterium 


Corynebacterineae; 


Acidovorax 

Acidovorax 

monadaceae; Acidovorax. 
Corynebacterium 
Corynebacterium 

ineae; 


Lactobacillus 
Lactobacillus 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Nesterenkonia 
Nesterenkonia 
coccineae; 


Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 
Kocuria polaris strain 
ria; Actinobacteria; 


Moraxella canis strain 
ria; Proteobacteria; 


Acinetobacter gerneri 
gerneri Bacteria; 

ry 

Acinetobacter bouvetii 
bouvetii Bacteria; 

ae 

Acinetobacter 
Acinetobacter 
xellaceae; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Lactobacillus 
acillus ingluviei 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Comamonas terrigena 
nas terrigena Bacteria; 


ref |NR_028718.1 


Hydrogenophaga flava 


strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


262968 Bacteria_16S 945525 945565 1 41 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

262968 Bacteria_16S 948651 948691 1 41 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

262968 Bacteria_16S 950212 950252 1 41 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

262968 Bacteria_16S 951771 951811 1 41 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

262968 Bacteria_16S 953322 953362 1 41 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

262968 Bacteria_16S 954882 954922 1 41 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

262968 Bacteria_16S 1035925 1035965 1 41 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 


strain 7-2 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 
262968 Bacteria_ 
strain 7-1 16S ribosomal RNA, partial sequence 

Betaproteobacteria; Burkholderiales; 
262968 Bacteria_ 
strain Kx146A4 16 


Proteobacteria; 


Proteobacteria; 


Firmicutes; 


sphenisci strain 


sphenisci Bacteria; Acti 
Corynebacteriaceae; Corynebacterium. 
262968 Bacteria_ 
CMS 76r 16S ribosomal RN. 


TTB310 Bacteria; 


262968 Bacteria_16S 1217331 12173711 41 gi| 219878473 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
262968 Bacteria_16S 1230983 1231023 1 41 gi| 219878275 
strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 12317 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 

262968 Bacteria_16S 1267109 1267149 1 41 gi| 219846423 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 12679 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 
262968 Bacteria_16S 1300025 1300065 4 44 gi|219846779 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 13008 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
262968 Bacteria_ 
naphthalenivorans 


CJ2 Bacteria; 


262968 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 
262968 Bacteria_16S 


maritimus strain 
Bacteria; 


262968 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
1424413 1424453 1 41 gi|224581442 
strain B4P 16S ribosomal RNA, partial sequence 1423741 14252 


Proteobacteria; 


profundus strain 
Bacteria; 


Proteobacteria; 


Lactobacilla 
262968 Bacteria_ 


Deinococcus-Thermus; 
262968 Bacteria_16S 
strain S2 16S ribosomal RNA, partial sequence 


16S 1037466 1037506 1 41 


gi 


16S 1123660 1123700 4 44 

S ribosomal RNA, partial sequence 
les; Lactobacillaceae; 
16S 1134102 1134142 1 41 


CECT 59 


gi 


Lactobac 
gi 


16S 1138687 1138789 4 107 gi 


16S 1197798 1197838 1 41 gi 


16S 1376317 1376357 1 41 gi 


1421311 14213511 41 


gi 


1422889 1422929 1 41 


gi 


1436804 14369111 109 gi 
506 16S ribosomal RNA, partial sequence 
Deinococci; Thermales; 
1438356 1438396 1 41 gi 


1450547 1450587 1 41 


gi 


310 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


1035238 10367 
Oxalobacteraceae; 
265678353 
1036784 10382 
Comamonadaceae; 
224581425 
1122944 11244 
illus. 
253680767 
90 16S ribosomal RNA, partial sequence 

nobacteria; Actinobacteridae; Actinomycet 


253680764 
A, complete sequence 1138010 1139535 Leifs 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
262968 Bacteria_ 
tataouinensis TTB 


228715504 
11971 


CJ2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales 
224581444 
strain AG31 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; 


ionibacter 
228717818 


1 


224581443 
Pi2-20 16S ribosomal RNA, partial sequence 1 


Betaproteobacteria; Rhodocyclales; Rhodocycla 


262968 Bacteria_16S 224581430 


1 


Thermac 
224581429 
1437684 1 
Betaproteobacteria; Rhodocyclales; Rhodocycla 


262968 Bacteria_16S 224581420 


spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


3756 


ence 
Act 


4222 


ceae 


4361 
eae; 


4391 
ceae 


ref |NR_028655.1 
Curvibacter. 
ref |NR_027206.1 
63 Lactobacillus 
ref|NR_028015.1 
133500 113488 
ales; 


R 


ref 
onia 
eae; 
ref 


NR_028012.1 


Leifsonia. 
NR_027534.1 


Comamonadac 
ref|NR_025612.1 
48 Arthrobacter 


ref|NR_025414.1 
93 Thermocrinis 
ref|NR_026014.1 


ceae; Massilia. 
ref |NR_026371.1 


ineae; Nocardioi 
ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref |NR_027226.1 

1420664 142216 
inomycetales; Mi 


ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 
ref |NR_027224.1 


; Thauera. 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027211.1 


; Thauera. 


3 Micrococcaceae; 


33 Herbaspirillum putei Bacteria; 
Herbaspiri 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Corynebacterium 
1 Corynebacterium 


Corynebacterineae; 


Leifsonia rubra strain 


rubra Bacteria; Actinobacteria; 


Ramlibacter 


31 1198567 Ramlibacter tataouinensis 


eae; Ramlibacter. 
Arthrobacter bergerei 


bergerei Bacteria; 


Arthrobacter. 
Thermocrinis albus 


albus DSM 14484 


Massilia timonae 


23 Massilia timonae Bacteria; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 

Polaromonas 

monas naphthalenivorans 

; Polaromonas. 
Arthrobacter 

4 Arthrobacter 

crococcineae; 


Psychrobacter 

obacter maritimus 
ychrobacter. 

Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Oceanithermus 
thermus profundus 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


ref|NR_027201.1 
1449903 145131 


Corynebacterium 
6 Corynebacterium 


262968 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


1453544 1453584 1 41 


gi 


Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


262968 Bacteria_16S 


strain CCM 132 16 


1460960 1461000 1 41 
S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


262968 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


262968 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


262968 Bacteria_16S 


strain DSM 20127 


1477678 1477718 4 44 


gi 
bacillales; Lactobacillaceae; Lactobac 
1480818 1480858 1 41 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


1501817 1501857 1 
16S ribosomal RNA, 


41 gi 
complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


262968 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


262968 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


262968 Bacteria_16S 


strain DSM 12798 


1525962 1526002 4 44 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1551769 1551809 1 41 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1604965 1605005 1 41 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


262968 Bacteria_16S 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


262968 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


262968 Bacteria_16S 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


262968 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; R 


262968 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


262968 Bacteria_16S 


strain 4-0 16S ri 


1606506 1606546 1 41 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


1613930 16139701 41 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
1686865 1686905 1 41 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 


1705399 1705439 1 41 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
1725234 17252741 41 gi 


gi 


etaproteobacteria; Burkholderiales; Co: 
1781324 1781364 1 41 gi 
bosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


262968 Bacteria_16S 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


262968 Bacteria_16S 
flaccumfaciens pv. 
Curtobacterium flaccumfaciens pv. 


Actinomycetales; 


262968 Bacteria_16S 


herbarum strain P 
herbarum Bacteria 
Curtobacterium. 


262968 Bacteria_16S 


strain P 229/10 1 


1799371 1799411 1 41 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


1811685 1811787 4 107 gi 
flaccumfaciens strain LMG 3645 16S r 


Micrococcineae; Microbacteriaceae; Cur 
1820895 1820997 4 107 gi 
420/07 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


v 


1822419 1822521 4 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


262968 Bacteria_16S 


marincola strain 
marincola Bacteri 


262968 Bacteria_16S 


submarinus strain 
submarinus Bacter 


1825558 1825598 1 41 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1827036 1827076 1 41 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 


262968 Bacteria_16S 


1834551 1834653 4 107 gi 


strain G2-1 16S ribosomal RNA, partia 


224581418 


224581412 


1460297 14618 
ococcineae 


219878440 


6S ribosomal RNA, partial sequence 1476987 14785 


illus. 
219878371 

quence 

bacteria; 


219846604 
15011 
oc 
219857499 

15252 
; Lactobac 
219857243 
ence 15511 
riales; 
219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
occineae 


oc 
219878472 
quence 


v 


219878467 
16132 
idiales Fa 
219878417 
equence 

ia; 


219878404 


1704738 17061 


rmoleophil 
219878391 


6S ribosomal RNA, partial sequence 1724592 17259 


mamonadace 
219878349 


1780670 17821 


ococcineae 
219878336 
quence 
Actinomyc 


219878328 
ib 


tobacteriu 
219878322 
uence 
tinomyceta 


219878321 


6S ribosomal RNA, partial sequence 1821775 18232 
occineae; 


oc 
219878319 
uence 

; Pseudomo 
219878318 
quence 

a; 
219878312 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


Gulosibacter. 


, 


1 sequence 
ridae; Act 


occineae 


Aq 


Actinomy 


Hydrog 


osomal R 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Pseudomonad 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


ref |NR_027193.1 


; Micrococcaceae 
ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025510.1 

1480151 148165 
Burkholderiales; 
ref|NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref|NR_025613.1 
05 Arthrobacter 
; Micrococcaceae 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025556.1 

1686206 168766 
enophilales; Hyd 
ref|NR_025543.1 
acea 
ref 


e; Thermoleo 
NR_025530.1 


Comamonas. 
NR_025488.1 


ae; 
ref 
; Micrococcaceae 
ref|NR_025475.1 

1798724 180016 
etales; Micrococ 


ref 
NA, 


NR_025467.1 
partial sequ 


m. 
ref|NR_025461.1 

1820242 182172 
les; Micrococcin 
ref|NR_025460.1 
; Microbacteriac 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
ales; Moraxe 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Lactobacillus spicheri 
spicheri Bacteria; 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
; Sinomonas. 

Lactobacillus jensenii 
acillus jensenii 


Aquabacterium 
cterium citratiphilum 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Tepidiphilus 

1 Tepidiphilus 

rogenophilaceae; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Curtobacterium 


ence 1811040 1812516 


Curtobacterium 
4 Curtobacterium 
eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 


ref|NR_025451.1 
1833888 183531 


Gulosibacter 
7 Gulosibacter 


262968 Bacteria_16S 1837640 1837680 4 44 gi|219878310|ref|NR_025449.1| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

262968 Bacteria_16S 1839203 1839243 4 44 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

262968 Bacteria_16S 1855904 1855944 1 41 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

262968 Bacteria_16S 1908985 1909087 4 107 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

262968 Bacteria_16S 1916604 19167111 109 gi|219878250|ref|NR_025389.1| Thermosipho geolei 
strain DSM 13256, 16S ribosomal RNA, partial sequence 1915911 1917433 Thermosipho geolei Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

262968 Bacteria_16S 1936454 1936494 1 41 gi| 219878237 |ref|NR_025376.1| Comamonas 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
262968 Bacteria_16S 1944117 1944157 4 44 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

262968 Bacteria_16S 1957722 1957762 1 41 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

262968 Bacteria_16S 1965428 1965468 1 41 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

262968 Bacteria_16S 1980556 1980658 4 107 gi|219878208|ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

262968 Bacteria_16S 2030836 2030876 1 41 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

262968 Bacteria_16S 2036925 2036965 1 41 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

262968 Bacteria_16S 2067716 2067756 1 41 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

262968 Bacteria_16S 2069248 2069288 1 41 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

262968 Bacteria_16S 2076897 2076981 4 88 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

262968 Bacteria_16S 2081568 2081652 4 88 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

262968 Bacteria_16S 2083164 2083204 4 44 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

262968 Bacteria_16S 2175571 2175611 1 41 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

262968 Bacteria_16S 2178590 2178630 1 41 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
262968 Bacteria_16S 2262180 2262287 1 109 gi| 219857558 |ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

262968 Bacteria_16S 2304639 2304679 1 41 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 


strain KF46F 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


ae; Xenophilus. 


2303983 2305466 Xenophilus azovorans Bacteria; 


262968 Bacteria_16S 


strain KCTC 12005 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
262968 Bacteria_16S 
sulfonivorans strain ALL 16S ribosomal RNA, partial seq 
sulfonivorans Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Arthrobacter. 
262968 Bacteria_16S 
methylotrophus st 
methylotrophus Ba 
Micrococcaceae; Arthrobacter. 
262968 Bacteria_16S 
denitrificans str 
denitrificans Bac 
262968 Bacteria_16S 
strain K265 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
262968 Bacteria_16S 
strain K300 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
262968 Bacteria_16S 


strain MT-1077 16 
Firmicutes; 


strain SPS-1037 1 
Proteobacteria; 


strain CCUG 43179 
Bacteria; 


olearium strain §S 
Bacteria; 


strain A3.12 16S 


Proteobacteria; D 


262968 Bacteria_16S 


palleronii strain 
palleronii Bacter 


262968 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


262968 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


262968 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


262968 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


262968 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


262968 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


262968 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


262968 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


262968 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


Lacto 
262968 Bacteria_16S 
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262968 Bacteria_16S 2823504 2823544 1 41 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

262968 Bacteria_16S 2828038 2828145 1 109 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 
strain IHB1 16S ribosomal RNA, partial sequence 2827347 2828849 Thermosipho japonicus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

262968 Bacteria_16S 2847868 2847908 1 41 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

262968 Bacteria_16S 2849429 2849469 1 41 gi|219856891|ref|NR_024710.1| Pelomonas 


saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
262968 Bacteria_16S 2861844 2861884 1 41 gi| 219856883 |ref|NR_024702.1| Curvibacter 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
262968 Bacteria_16S 2900190 2900292 4 107 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
262968 Bacteria_16S 2918662 2918702 1 41 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 


262968 Bacteria_16S 3006632 3006734 4 107 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
262968 Bacteria_16S 3009621 3009661 4 44 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

262968 Bacteria_16S 3014169 3014209 1 41 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 


strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


262968 Bacteria_16S 3059754 3059794 1 41 gi|219846882|ref|NR_026474.1| Thauera selenatis 
strain AX39 16S ribosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

262968 Bacteria_16S 3092678 3092718 1 41 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

262968 Bacteria_16S 3097330 3097370 1 41 gi|219846857|ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 


confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
262968 Bacteria_16S 3098779 3098819 1 41 gi| 219846856 |ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
262968 Bacteria_16S 3112180 31122201 41 gi|219846847|ref|NR_026439.1| Desulfobacter 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
262968 Bacteria_16S 3119851 3119891 1 41 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
262968 Bacteria_16S 3148286 3148326 1 41 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
262968 Bacteria_16S 3178852 3178892 1 41 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
262968 Bacteria_16S 3207695 3207735 1 41 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
262968 Bacteria_16S 3213668 3213708 1 41 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
262968 Bacteria_16S 3269552 3269592 1 41 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 
strain Feox-1 16S ribosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
262968 Bacteria_16S 3304740 3304780 4 44 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
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3589773 3589813 1 41 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 
ribosomal RNA, partial sequence 3589120 3590619 Ideonella dechloratans Bacteria; 

etaproteobacteria; Burkholderiales; Ideonella. 

3700541 3700601 3 63 gi|219846436|ref|NR_026027.1| Ureaplasma gallorale 
ibosomal RNA, partial sequence 3699882 3701336 Ureaplasma gallorale Bacteria; 
icutes; Mycoplasmataceae; Ureaplasma. 

3769078 3769180 4 107 gi|219846385|ref|NR_025976.1| Clavibacter 
species tessellarius strain 78181 16S ribosomal RNA, partial sequence 3768438 3769927 

Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; Clavibacter. 

3794752 3794792 1 41 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
ibosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

3853921 3853961 1 41 gi|219846326|ref|NR_025916.1| Leptothrix discophora 
ibosomal RNA, partial sequence 3853246 3854730 Leptothrix discophora Bacteria; 
etaproteobacteria; Burkholderiales; Leptothrix. 

3861463 3861503 4 44 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
1 RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillaceae; Lactobacillus. 

3961485 3961525 1 41 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
etaproteobacteria; Burkholderiales; Rubrivivax. 

3962988 3963028 1 41 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
bosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

3971843 3971883 1 41 gi|219846244|ref|NR_025834.1| Brachymonas 
ain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 

4037633 4037673 1 41 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 

etaproteobacteria; Burkholderiales; Thiomonas. 

4058631 4058671 1 41 gi|219846181|ref|NR_025771.1| Citricoccus 
rain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
itricoccus. 

4081458 4081498 1 41 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
etaproteobacteria; Burkholderiales; Tepidimonas. 

4100896 4100936 1 41 gi|219846152|ref|NR_025742.1| Chitinibacter 
n Sl 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
acteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

4109956 4109996 4 44 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
bosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
ctinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 

4111522 4111562 4 44 gi|219846144|ref|NR_025734.1| Kribbella solani 
ibosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
ctinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 

4122204 41222441 41 gi|219846135|ref|NR_025725.1| Petrobacter 
strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

4200206 4200246 1 41 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 

ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

36982 37025 1 44 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
n Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

53792 53835 1 44 gi| 265679028 | ref |NR_029336.1| Desulfotomaculum 
strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

118951 119053 4 107 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Cellulosimicrobium. 

120454 120556 4 107 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
bosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 

123542 123644 4 107 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
ibosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 

Micrococcineae; Cellulomonadaceae; Cellulomonas. 


Actinobacteria; Actinobacteridae; Actinomycetales; 


262968 Bacteria_16S 137159 137261 4 
strain 27 16S ribosomal RNA, partial sequence 


107 gi 


136495 13800 


265678971 


ref|NR_029279.1| Oerskovia turbata 
4 Oerskovia turbata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
262968 Bacteria_16S 144764 144866 4 107 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

262968 Bacteria_16S 242787 242826 4 43 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

262968 Bacteria_16S 271360 271403 1 44 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
262968 Bacteria_16S 389563 389665 4 107 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

262968 Bacteria_16S 397246 397348 4 107 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

262968 Bacteria_16S 406541 406643 4 107 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

262968 Bacteria_16S 411222 411265 1 44 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

262968 Bacteria_16S 452915 452958 1 44 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


strain R 16089 16 
Firmicutes; Bacil 


262968 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


262968 Bacteria_16S 


strain QH3A7 16S 


S ribosomal RNA, complete sequence 
lales; Macrococcus. 

454514 454557 1 44 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 
489602 489704 4 
ribosomal RNA, 


gi 


107 
complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


262968 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


262968 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


262968 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


262968 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


262968 Bacteria_16S 


strain J1 16S rib 


661337 661380 1 44 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
668877 668979 4 107 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 
710927 710970 
16S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; M 
737058 737101 1 44 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
768073 768171 8 
osomal RNA, partial sequence 


1 44 gi 
partial sequence 


107 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 


262968 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


262968 Bacteria_16S 


salivarius strain 
salivarius Bacter 


262968 Bacteria_16S 


geysericola strai 
geysericola Bacte 


262968 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


262968 Bacteria_16S 


strain YLM-32 16S 
Actinobacteria; A 


262968 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; A 


885375 885477 4 107 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


933141 933184 1 44 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
977775 977810 1 36 gi 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 
1032869 1032912 1 44 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1076639 1076741 4 107 gi 
ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Micr 


452220 45376 


453819 45536 


488917 49045 


736380 73789 
Entomoplasmataceae; 


767437 76891 


1075986 10774 


265678751 


265678725 


ococcineae 
265678608 
tial seque 
icoccus. 

265678603 
al sequenc 
e; Actinom 


265678575 
71023 

oritellace 

265678556 


E 
265678534 


microbiace 
265678454 
88470 
ales; Micr 
265678423 
uence 
bacillacea 
265678392 
uence 
erpetosiph 
265678356 
sequence 
obacillace 
265678325 


ococcineae 


1102254 1102356 4 107 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


ref|NR_029056.1 


ref |NR_029030.1 


7 Entomoplasma 
ntomoplasma. 
ref |NR_028838.1 


ae; Devosia. 
ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028725.1 

932436 934005 
e; Lactobacillu 
ref|NR_028694.1 

977181 978580 
onaceae; Herpeto 
ref|NR_028658.1 

1032165 103372 
Lactobacillu 
NR_028627.1 


n 


ae; 
ref 


; Rarobacteracea 


265678308 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


; Jonesiaceae; Jonesia. 

ref|NR_028913.1| Jeotgalicoccus 

nce 660668 662086 Jeotgalicoccus 
ref|NR_028908.1| Arcanobacterium 

e 668320 669706 Arcanobacterium 
ycetales; Actinomycineae; 
ref|NR_028880.1| Moritella viscosa 

9 711741 Moritella viscosa Bacteria; 
ae; Moritella. 

ref|NR_028860.1| Entomoplasma lucivorax 


lucivorax Bacteria; 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Lactobacillus 
Lactobacillus 
Herpetosiphon 
Herpetosiphon 

siphon. 

Lactobacillus 

0 Lactobacillus 

Ss. 

Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 


ref|NR_028610.1 


Agromyces rhizospherae 


1101592 1103101 Agromyces rhizospherae Bacteria; 
Micrococcineae; Microbacteriaceae; Agromyces. 


262968 Bacteria_ 


262968 Bacteria_ 


strain R 16S ribo 


fever group. 
262968 Bacteria_ 


strain Se-3111 16 


262968 Bacteria_16S 
variabilis strain 
Bacteria; Actinob 


Isoptericola. 


262968 Bacteria_16S 


psychrophilus str 


psychrophilus Bac 
262968 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
262968 Bacteria_16S 


schleiferi subsp. 


262968 Bacteria_16S 
gallaeciensis str 


gallaeciensis BS1 
Phaeobacter. 


262968 Bacteria_16S 
DSM 9799 16S ribo 
G 
262968 Bacteria_16S 


Proteobacteria; 


cynodontis JCM 97 


cynodontis Bacter 
Microbacteriaceae 
262968 Bacteria_16S 


16S 1111458 1111501 1 44 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
16S 1129590 1129695 1 107 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
somal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
16S 1221806 1221908 4 107 gi|219878356|ref|NR_025495.1| Salana multivorans 
S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 
1226356 1226458 4 107 gi|219878300|ref|NR_025439.1| Isoptericola 
MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
1285007 1285050 1 44 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
ain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 
1286564 1286607 1 44 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
in YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 
1318450 1318493 1 44 gi|228715349|ref|NR_027521.1| Staphylococcus 
coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
1336812 1336855 1 44 gi| 228721486 |ref|NR_027609.1| Phaeobacter 
ain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
07 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
1342949 1342992 1 44 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
somal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
ammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 
1401755 1401857 4 107 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
33 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
; Leifsonia. 
1433725 1433768 1 44 gi|224581433|ref|NR_027215.1| Staphylococcus felis 


strain GD521 16S 


ribosomal RNA, partial sequence 


1433051 14345 


25 Staphylococcus felis Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Oerskovia 
8 Oerskovia 
occineae; 


Ornithinimicrobium 
9 Ornithinimicrobium 


ineae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 
Propionibacterium 
0 Propionibacterium 


acterineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Firmicutes; Bacillales; Staphylococcus. 

262968 Bacteria_16S 1479246 1479289 1 44 gi|219878381|ref|NR_025520.1 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 148010 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

262968 Bacteria_16S 1709961 1710063 4 107 gi|219878401|ref|NR_025540.1 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

262968 Bacteria_16S 1805566 1805668 4 107 gi|219878332|ref|NR_025471.1 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 180639 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Cellulomonadaceae; Oerskovia. 

262968 Bacteria_16S 1900435 1900537 4 107 gi| 219878263 |ref|NR_025402.1 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 190110 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Intrasporangiaceae; Ornithinimicrobium. 

262968 Bacteria_16S 1928944 1928987 1 44 gi| 219878242 |ref|NR_025381.1 
strain 2674 16S ribosomal RNA, partial sequence 1928261 19297 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
262968 Bacteria_16S 1930480 1930523 1 44 gi|219878241|ref|NR_025380.1 
strain 2693 16S ribosomal RNA, partial sequence 1929813 19313 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
262968 Bacteria_16S 1959281 1959383 4 107 gi|219878222|ref|NR_025361.1 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
262968 Bacteria_16S 2078457 2078496 4 43 gi| 219878137 |ref|NR_025276.1 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 207932 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionib 
Propionibacteriaceae; Propionibacterium. 

262968 Bacteria_16S 2080016 2080055 4 43 gi|219878136|ref|NR_025275.1 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 208087 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
Propionibacteriaceae; Propionimicrobium. 

262968 Bacteria_16S 2277571 2277614 1 44 gi| 219857548 |ref|NR_025136.1 


buryatense strain 5B 16S ribosomal RNA, partial sequence 


Methylomicrobium 


2276893 2278392 Methylomicrobium buryatense 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 


262968 Bacteria_16S 
alkaliphilus stra 
Bacteria; Firmicutes; 
262968 Bacteria_16S 

strain DM12 16S r 


262968 Bacteria_16S 
berrensis strain 
Bacteria; Firmicutes; 
262968 Bacteria_16S 

capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 
262968 Bacteria_16S 
strain O 16S ribo 


262968 Bacteria_16S 
strain I 16S ribo 


262968 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; 
262968 Bacteria_16S 

cycloheptanicus s 
cycloheptanicus B 
262968 Bacteria_16S 
strain IFO 16238 


262968 Bacteria_16S 
glycogenica strai 
Bacteria; Actinob 
Micropruina. 

262968 Bacteria_16S 
vitulinus strain 
vitulinus Bacteria; 
262968 Bacteria_16S 


delphini strain ATCC 49171 16S ribosomal RNA, partial s 


Bacillales; 


Clostridia; 


Clostridia; 


2313779 2313822 1 


2334983 2335080 9 


2507668 2507711 1 


2534965 2535004 4 


2577229 2577331 4 


2578658 2578760 4 


2739460 2739566 1 


2785898 2786000 4 


2838626 2838728 4 


2898676 2898715 4 


2907887 2907930 1 


Bacillales; 
2914063 2914106 1 


delphini Bacteria; Firmicutes; Bacillales; 


262968 Bacteria_16S 


phosphovorus strain NM-1 16S ribosomal RNA, partial seque 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae 


2968454 2968493 4 


Propionibacteriaceae; Microlunatus. 


262968 Bacteria_16S 
sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter. 
262968 Bacteria_16S 
strain DSM 5351 1 
Firmicutes; Bacil 
262968 Bacteria_16S 
strain M17C 16S r 


262968 Bacteria_16S 
citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 
262968 Bacteria_16S 
strain DSM 43852 


262968 Bacteria_16S 
strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 

262968 Bacteria_16S 
strain DSM 3133 1 


262968 Bacteria_16S 
strain DSM 43045 


262968 Bacteria_16S 


6S ribosomal RNA, 
lales; 


3197248 3197291 1 


3303155 3303198 1 
Salinicoccus. 


3377723 3377825 4 


3395828 3395930 4 


3397333 3397435 4 


3415597 3415699 4 


3487776 3487878 4 


3504272 3504374 4 


3513408 3513510 4 


44 


107 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


44 


43 


107 


107 


107 


107 


107 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


in T8 16S ribosomal RNA, partial seque 
Salinicoccus. 


gi 


2334350 23357 
dobacter 


gi 


CTT3 16S ribosomal RNA, partial sequen 


Clostridiales; Clostr 


gi 


Ben 108 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 


gi 


gi 


gi 


Na82 16S ribosomal RNA, partial sequen 
Thermoanaerobacterale 


gi 


train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicycl 


gi 


n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ATCC 51145 16S ribosomal RNA, partial 
Firmicutes; 


RB16-17 16S ribosomal RNA, partial seque 
a; Proteobacteria; Alphaproteobacteria; 


43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


219857520 
nce 


219857505 


219857372 
ce 
idiaceae; 

219857354 
nce 


219857283 


somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219857282 


somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219857161 
ce 27388 
S; 
219857126 
ia 


219856898 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


23131 


25070 


inomycet 


occineae 


occineae 


Thermodesul 


1 sequen 
obacilla 


ref 


ref 


ref 


ref 


ales 


ref 


, 
ref 


a 
ref 


ref 


ceae 
ref 


25 2314583 Salin 


2534307 25357 


lomo 
Ce 


lomo 
Ce 


ce 2785219 27867 


NR_025108.1 


NR_025093.1 


e; Paracocc 
NR_024960.1 


00 2508520 Thermo 
Thermohalobacte 


NR_024942.1 
8 
; Propionib 


NR_024914.1 
nas iranens 
1llulomonada 
NR_024913.1 
nas persica 


NR_024789.1 


10 2740172 Thermo 
1 


fobiaceae; 
NR_024754.1 
3 


; Alicyclob 
NR_024717.1 


i 


u 


a 


2 
c 


1llulomonadac 


a 


Salinicoccus 
coccus alkaliphilus 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 
acea 


s. 
Thermohalobacter 
halobacter berrensis 


r. 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


ococcineae; Microbacteriaceae; Agromyces. 

43 gi|219856857|ref|NR_024676.1| Micropruina 
nce 2898036 2899473 Micropruina glycogenica 
ales; Propionibacterineae; Nocardioidaceae; 

44 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
sequence 2907194 2908690 Staphylococcus 

Staphylococcus. 
44 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
equence 2913371 2914863 Staphylococcus 
Staphylococcus. 
43 gi|219846945|ref|NR_026537.1| Microlunatus 
nce 2967820 2969287 Microlunatus 
; Actinomycetales; Propionibacterineae; 

44 gi|219846790|ref|NR_026382.1| Sandaracinobacter 

nce 3196654 3198070 Sandaracinobacter 
; Sphingomonadales; Sphingomonadaceae; 

44 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 

complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 

107 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 

3377063 3378542 Kytococcus sedentarius Bacteria; 
ococcineae; Dermacoccaceae; Kytococcus. 

107 gi|219846648|ref|NR_026240.1| Promicromonospora 
ence 3395198 3396650 Promicromonospora citrea 
ales; Micrococcineae; Promicromonosporaceae; 

107 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 

51 Oerskovia enterophila Bacteria; 
ococcineae; Cellulomonadaceae; Oerskovia. 

107 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 

3414964 3416365 Cellulomonas humilata 
ales; Micrococcineae; Cellulomonadaceae; 
107 gi|219846584|ref|NR_026176.1| Actinotalea fermentans 
02 Actinotalea fermentans Bacteria; 
ococcineae; Cellulomonadaceae; Actinotalea. 

107 gi|219846573|ref|NR_026165.1| Agromyces ramosus 

04 Agromyces ramosus Bacteria; 
ococcineae; Microbacteriaceae; Agromyces. 

107 gi|219846567|ref|NR_026159.1| Rathayibacter rathayi 


strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 


262968 Bacteria_16S 


strain DSM 7486 1 


psychrotropica st 
psychrotropica Ba 


262968 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


strain VIS 16S ri 
Tenericutes; Moll 


3514932 3515034 4 
3662706 3662811 1 
cteria; Proteobacteria; 


3687014 3687057 1 


3688531 3688574 1 


262968 Bacteria_16S 3775112 3775155 1 44 gi|219846380|ref|NR_025971.1 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 377592 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
262968 Bacteria_16S 3799318 3799420 4 107 gi| 219846363 |ref|NR_025954.1 
strain PS6 16S ribosomal RNA, partial sequence 3798661 38001 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

262968 Bacteria_16S 3832797 3832840 1 44 gi|219846340|ref|NR_025930.1 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Rumino 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

262968 Bacteria_16S 3952530 3952573 1 44 gi| 219846257 |ref|NR_025847.1 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 39533 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
262968 Bacteria_16S 3974797 3974902 1 107 gi|219846242|ref|NR_025832.1 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 397555 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiace 
Rhizobium/Agrobacterium group; Agrobacterium. 

262968 Bacteria_16S 4023862 4023964 4 107 gi| 219846207 |ref|NR_025797.1 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 40246 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
262968 Bacteria_16S 4040653 4040696 1 44 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

262968 Bacteria_16S 4054099 4054201 4 107 gi|219846184|ref|NR_025774.1 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
262968 Bacteria_16S 4119068 41191111 44 gi|219846138|ref|NR_025728.1 
strain YJS 16S ribosomal RNA, partial sequence 4118405 41199 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
262968 Bacteria_16S 4152928 4152967 4 43 gi|219846112|ref|NR_025702.1 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 41537 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
262968 Bacteria_16S 4185120 4185163 1 44 gi|219846086|ref|NR_025676.1 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 41859 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
262968 Bacteria_16S 4224551 42245941 44 gi|219846055|ref|NR_025645.1 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 422538 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

262968 Bacteria_16S 26407 26512 1 107 gi|265679046|ref|NR_029354.1 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 67302 67407 1 107 gi| 265679019 |ref|NR_029327.1 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonas. 

262968 Bacteria_16S 89699 89737 1 39 gi|265679003|ref|NR_029311.1 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermode 
Thermodesulfobacterium. 

262968 Bacteria_16S 106665 106770 1 107 gi| 265678991 |ref|NR_029299.1 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
262968 Bacteria_16S 161512 161617 1 107 gi|265678955|ref|NR_029263.1 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clos 
262968 Bacteria_16S 205922 206027 1 107 gi|265678926|ref|NR_029234.1 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
262968 Bacteria_16S 207460 207565 1 107 gi|265678924|ref|NR_029232.1 


6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
262968 Bacteria_16S 
rain ACAM 179 16S ribosomal RNA, parti 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
262968 Bacteria_16S 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


107 gi| 219846566 
oc 
219846463 
al sequenc 
Gammaproteobacte 

44 gi|219846446 
3686364 36878 


107 gi 


44 gi| 219846445 


3687881 36893 


occineae 


ria; Alt 


ref 


54 Rathayibacter 
Mi 


v 
ref 


e 3662041 36635 
eromonadales; 


ref 


NR_026158.1 


crobacteriac 

NR_026055.1 
2 
Cc 
NR_026037.1 


fe} 


Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


ref 


NR_026036.1 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Agrobacterium 
6 Agrobacterium 
ae; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Bacillus fordii strain 
ria; Firmicutes; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Entomoplasma luminosum 


49 Entomoplasma luminosum Bacteria; 


Salinicoccus 
3 Salinicoccus 


Clostridium roseum 


Clostridium roseum Bacteria; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Clostridium 
Clostridium 

tridium. 

Taylorella 

Taylorella 
ligenaceae; Taylorella. 


Clostridium 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


262968 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


262968 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


262968 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


262968 Bacteria_16S 


F186 16S ribosoma 


209013 209118 1 107 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
210566 210671 1 107 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
216700 216805 1 107 gi 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
254879 254984 1 107 gi 
1 RNA, partial sequence 


265678923 
20835 
idiaceae; 
265678922 
1 sequence 
iales; Clo 
265678918 


216053 21755 


nctomyceta 
265678892 


254252 255652 Afipi 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
262968 Bacteria_16S 274429 274534 1 107 gi| 265678877 
strain S-16 16S ribosomal RNA, partial sequence 273748 27524 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

262968 Bacteria_16S 278977 279082 1 107 gi| 265678874 
strain ATCC 23392 16S ribosomal RNA, partial sequence 27832 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

262968 Bacteria_16S 313964 314069 1 107 gi| 265678851 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 31331 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
262968 Bacteria_16S 316888 316930 1 43 gi| 265678849 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 31628 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 

262968 Bacteria_16S 353431 353536 1 107 gi| 265678821 
strain 941 16S ribosomal RNA, partial sequence 352821 35423 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
262968 Bacteria_16S 354890 354995 1 107 gi| 265678820 
strain AS130 16S ribosomal RNA, partial sequence 354284 35569 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
262968 Bacteria_16S 363847 363952 1 107 gi| 265678812 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 36326 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
262968 Bacteria_16S 365330 365435 1 107 gi| 265678811 
strain A3 16S ribosomal RNA, partial sequence 364736 36609 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
262968 Bacteria_16S 371283 371388 1 107 gi| 265678807 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Pseudovibrio. 

262968 Bacteria_16S 383438 383543 1 107 gi| 265678799 


strain PL7HG1 16S 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


262968 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


262968 Bacteria_16S 


strain AU476 16S 


391159 391264 1 107 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
465041 465146 1 107 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


262968 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


262968 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


262968 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


262968 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


262968 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


262968 Bacteria_16S 


584039 584144 1 107 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


588563 588668 1 107 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
593037 593142 1 107 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingom 
682505 682555 1 51 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
694726 694811 21 107 gi 
in DSM 5305 16S ribosomal RNA, partial 
5305 Bacteria; Planctomycetes; Plancto 


gi 


720242 720347 1 107 gi 


382807 38428 


rhizobiace 
265678794 
ce 39048 
riales; Bu 
265678741 


464412 46582 


Rhodospiri 
265678663 
equence 

ria; Rhodo 


265678660 


587905 58931 


rkholderia 
265678657 
ce 59240 
onadales; 
265678594 
68188 
eriaceae; 
265678586 
sequence 
mycetacia; 


ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref |NR_029230.1 

209908 211410 
stridiaceae; Clo 
ref |NR_029226.1 


Clostridium sporogenes 


idium sporogenes 


Clostridium 
Clostridium 
stridium. 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


; Blastopire 
NR_029200.1 
oomeae Bacte 


ceae 
ref 
a br 


ref|NR_029183.1 


llula. 


Afipia broomeae strain 
Proteobacteria; 


ria; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029180.1 
1 279763 Mycopl 


ref|NR_029157.1 
5 314767 Clostr 
Clostridium. 
ref|NR_029154.1 
2 317695 Ricket 
e; Rickettsieae; 


ref |NR_029126.1 


Mycoplasma gateae 


asma gateae Bacteria; 


Clostridium botulinum 


idium botulinum A 


Rickettsia akari 


tsia akari Bacteria; 
spotted 


Rickettsia; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


ae; 
ref 


Rhodoplanes 
NR_029125.1 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


ae; Rhodoplanes 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 


ref |NR_029116.1 


Phenylobacterium 


obacterium lituiforme 


Phenylobacterium. 
Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


aceae; Salipiger 
ref|NR_029112.1 

370665 372098 
obacterales; Rho 


’ 


ref |NR_029104.1 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


ae; Bradyrhizobi 
ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 

ref |NR_029046.1 


um. 
Chitinimonas 

imonas taiwanensis 

Chitinimonas. 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


llaceae; Inquili 
ref|NR_028968.1 

583422 584837 
bacterales; Rhod 


ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref |NR_028891.1 

694091 695537 
Planctomycetale 


265678568 


biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


Asticcacaulis. 


nus. 
Paracoccus 
Paracoccus 

obacteraceae; 


Burkholderia tropica 
tropica Bacteria; 


ia. 
Novosphingobium 

hingobium hassiacum 

e; Novosphingobium. 


Neisseria lactamica 
ria lactamica Bacteria; 


Planctomyces 
Planctomyces 
S; 


ref |NR_028872.1 
719632 721036 


Asticcacaulis 
Asticcacaulis 


Planctomycetaceae; 


262968 Bacteria_16S 
MDA3079 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Cardioba 
262968 Bacteria_16S 


valvarum strain 
Bacteria; Proteo 


nubinhibens stra 
Bacteria; Proteo 


262968 Bacteria_16S 


strain BARC318 1 
Tenericutes; Mol 


262968 Bacteria_16S 


yabuuchiae strai 
Bacteria; Proteo 


strain W1-2B 16S 


754366 754471 1 


928518 928623 1 


982302 982344 1 
6S ribosomal RNA, 
licutes; 
1067834 1067939 1 


1069336 1069441 1 


1073745 1073850 1 


1078137 1078242 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
262968 Bacteria_16S 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; 
262968 Bacteria_16S 


107 gi 


107 gi 


in ISM 16S ribosomal RNA, partial sequence 
bacteria; Alphaproteobacteria; Rhodobacterales; 
265678389 
complete sequence 981620 983141 Entomoplasma 
Entomoplasmatales; 


43 gi 


Entomoplasmataceae; 


107 gi 


n Al-18 16S ribosomal RNA, partial sequ 
bacteria; Alphaproteobacteria; 
262968 Bacteria_16S 


107 gi 


107 gi 


107 gi 


strain DAPP-PG 224 16S ribosomal RNA, partial sequence 


Proteobacteria; 


262968 Bacteria_16S 


strain Y 16S rib 
Alphaproteobacte 


262968 Bacteria_16S 


wolinii strain D 
Bacteria; Proteo 
Syntrophobacter. 


262968 Bacteria_16S 


witflariensis st 
witflariensis Ba 
Sphingopyxis. 


262968 Bacteria_16S 


phragmitetus str 
phragmitetus Bac 
Pannonibacter. 


262968 Bacteria_16S 


strain Ter6 16S 
Proteobacteria; 


strain PYAN-1 16 
Tenericutes; Mol 


262968 Bacteria_16S 


strain SJ95 16S 
Thermotogae; The 


262968 Bacteria_16S 


fumaroxidans str 
fumaroxidans MPO 
Syntrophobactera 


262968 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacter 
Acidimicrobiacea 


262968 Bacteria_16S 


hamburgensis str 
Bacteria; Proteo 


strain MT1-641 1 
Proteobacteria; 


262968 Bacteria_16S 


silvestris strai 
Bacteria; Proteo 


bermudensis HTCC 
HTCC2503 Bacteri 


262968 Bacteria_16S 


RW1 16S ribosoma 
Proteobacteria; 


262968 Bacteria_16S 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 


Alphaproteobacteria; 
1084112 10842171 


Sphingomonadales; 

1126571 1126676 1 
B 16S ribosomal 
bacteria; 


ria; 


1141705 1141810 1 
cteria; 
1143231 1143336 1 


teria; 


1146271 1146376 1 


1281923 1281965 1 


licutes; 
1335377 1335426 59 


rmotogales; 
1347593 1347698 1 


B Bacteria; 
ceae; Syntrophobacter. 
1361109 13612141 
10331 16S ribosomal RNA, 


Acidimicrobium. 
1365487 1365592 1 


e; 


1373224 1373329 1 


1380723 1380828 1 
n 


1391166 1391271 1 


a; 
1400209 1400314 1 
1 RNA, partial sequence 
Alphaproteobacteria; 
1407640 1407745 1 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Ox 
262968 Bacteria_16S 
S ribosomal RNA, partial sequence 
Entomoplasmatales; 


ribosomal RNA, partial sequence 
Thermotogaceae; 


6S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
228717274 
1380115 1381523 Methyl 
Beijerinckiaceae; Met 
228716336 
1390541 1391995 Parvul 
Parvularculales; 
228715353 
1399580 1401060 Sphingomonas wittichi 
Sphingomonadaceae; 
219846657 


Sphingomonadales; 


107 gi 


107 gi 


RNA, partial sequence 
Deltaproteobacteria; 


107 gi 


107 gi 


107 gi 


43 gi 


Syntroph 


Sphingomonadales; 
265678331 
1068707 1070133 Brevundimonas 
aulobacteraceae; 
265678328 
ence 1073137 1074554 Novosphingobium tardaugens 
Sphingomonadales; 
265678324 

1077529 1078967 Sphing 
Sphingomonadaceae; 
265678320 
osomal RNA, partial sequence 1083512 1084952 Sphingobium amiense 
Sphingomonadaceae; 


Entomoplasmataceae; 


109 gi|228721489|ref|NR_027612.1 
1334683 13361 
Petrotoga. 
107 gi|228720860|ref|NR_027598.1 
1346912 134839 
Deltaproteobacteria; Syntrophobactera 
107 gi|228719712|ref|NR_027584.1 


complete sequence 
ia; Actinobacteria; Acidimicrobidae; Ac 


107 gi 


ain X14 16S ribosomal RNA, partial sequence 
bacteria; Alphaproteobacteria; Rhizobiales; 
262968 Bacteria_16S 


107 gi 


107 gi 


BL2 16S ribosomal RNA, partial sequence 
bacteria; Alphaproteobacteria; Rhizobiales; 
262968 Bacteria_16S 


107 gi 


2503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 


107 gi 


Sphingomonadales; 


107 gi 


ain MPOB 16S ribosomal RNA, partial sequence 
Proteobacteria; 


e 


chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingobium. 


265678543 

ence 753719 755211 Cardiobacterium valvarum 

cteriales; c 

265678426 

927903 929320 Roseovarius nubinhibens 
v 


265678332 
ence 1067203 1068656 Sphingomonas yabuuchiae 
Sphingomonadaceae; 


Sphingobium. 
253680772 

1125986 1127376 Syntro 
obacterales; Syntrophobact 


253680762 
rain W-50 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sp 
253680761 
ain C6-19 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
253680759 
1145612 11470 


228719040 
1364867 1366328 Nitrob 
Bradyrhizobiaceae; 
228717983 


1372563 1374050 Burkholderia 


ref|NR_028847.1 
Cardiobacteria 
ref|NR_028728.1 
Rhodobacteraceae 
ref|NR_028691.1 
Entomoplasma. 
ref|NR_028634.1 


ref |NR_028633.1 


ref |NR_028630.1 
Sphingomonadacea 
ref |NR_028626.1 


Sphingo 
NR_028622.1 
B 


ref 


ref|NR_028020.1 


ref|NR_028010.1 
1141076 114255 


ref|NR_028009.1 


142608 114408 


bR 


ref |NR_028007.1 


Collimonas 


ref|NR_025677.1 


Entomoplasma. 


Acidimicro 


ref|NR_027578.1 
Ni 
ref|NR_027569.1 
Burkholder 


ref|NR_027561.1 


ref|NR_027550.1 


Parvular 


ref|NR_027525.1 


Sphingo 


ref 


Cardiobacterium 


eae; Cardiobacterium. 
Roseovarius 


Roseovarius. 
Entomoplasma freundtii 


freundtii Bacteria; 


Sphingomonas 


Sphingomonas. 
Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Novosphingobium 


e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingobium amiense 
acteria; Proteobacteria; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 


Rhodobacteraceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
alobacteraceae; 
219846087 
1281261 1282749 Entomoplasma 


Entomoplasma somnilux 


somnilux Bacteria; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Acidimicrobium 


1360461 1361925 Acidimicrobium ferrooxidans 
idimicrobiales; 


bineae; 


Nitrobacter 

acter hamburgensis X14 
trobacter. 
Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Methylocella 

ocella silvestris BL2 

hylocella. 

Parvularcula 

arcula bermudensis 

culaceae; Parvularcula. 

Sphingomonas wittichii 

i RW1 Bacteria; 

monas. 


NR_026249.1 
140703 
Sphingomonadales; 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


262968 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


262968 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


262968 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


262968 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


262968 Bacteria_16S 


strain CM243 16S 
Proteobacteria; A 


262968 Bacteria_16S 


strain T4 16S rib 


1467098 1467132 9 43 
ibosomal RNA, partial sequence 


gi 


224581408 
1466484 14678 


ref |NR_027189.1 


Treponema putidum 


91 Treponema putidum Bacteria; 


rochaetales; Spirochaetaceae; Treponema. 

1497411 1497516 1 107 gi|219846665|ref|NR_026257.1| Halanaerobium 
ubsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
lanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiaceae; Halanaerobium. 

1515286 1515391 1 107 gi|219878113|ref|NR_025252.1| Mesorhizobium 
rain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
cteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

1572642 1572747 1 107 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
c 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
acteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

1615427 1615532 1 107 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
lphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

1629037 1629142 1 107 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
osomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

262968 Bacteria_16S 1703888 1703993 1 107 gi|219878405|ref|NR_025544.1| Methylocystis 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
262968 Bacteria_16S 1706895 1707000 1 107 gi|219878403|ref|NR_025542.1] Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 1828447 1828552 1 107 gi|219878317|ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
262968 Bacteria_16S 1868101 1868206 1 107 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
Chelatococcus. 

262968 Bacteria_16S 1956181 1956286 1 107 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

262968 Bacteria_16S 2011565 2011607 1 43 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

262968 Bacteria_16S 2015983 2016088 1 107 gi| 219878185 |ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

262968 Bacteria_16S 2113440 2113545 1 107 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

262968 Bacteria_16S 2122615 21227201 107 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

262968 Bacteria_16S 2151328 2151433 1 107 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

262968 Bacteria_16S 2220967 2221072 1 107 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

262968 Bacteria_16S 2254422 2254527 1 107 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

262968 Bacteria_16S 2279094 2279199 1 107 gi| 219857547 |ref|NR_025135.1| Mycoplasma phocidae 


strain 105 16S ri 
Tenericutes; Moll 


262968 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


262968 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


262968 Bacteria_16S 


strain LBB1 16S r 


bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycopl 
2282116 22822211 
rain 1049 16S ribosomal RNA, par 
cteria; Tenericutes; Mollicutes; 
2301539 2301644 1 


ia; Rhizobiales; Bradyrhizobiace 
2340893 2340998 1 
ibosomal RNA, partial sequence 


2278443 22799 
asma. 


08 Mycoplasma ph 


ocidae Bacteria; 


107 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
tial sequence 2281465 2282930 Mycoplasma 
Mycoplasmataceae; Mycoplasma. 
107 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
ae; Afipia. 
107 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 


2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 


262968 Bacteria_16S 2349934 2350039 1 107 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 23493 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
262968 Bacteria_16S 
strain IL371 16S 


2389517 2389555 4 42 
ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


262968 Bacteria_16S 2435110 24352151 107 


peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 
Clostridiales; 


peptidivorans Bacteria; Firmicutes; Clostridia; 
262968 Bacteria_16S 2447314 2447419 1 107 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


maricaloris Bacteria; 
Pseudoalteromonas. 
262968 Bacteria_16S 


Proteobacteria; 


2451914 2451952 4 42 


peptonophila strain KCTC 9740 16S ribosomal RNA, partial 


peptonophila Bacteria; 
262968 Bacteria_16S 


Firmicutes; Bacillales; 
2454973 24550111 39 


psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


262968 Bacteria_16S 2457872 2457977 1 107 


taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 
262968 Bacteria_16S 2459365 2459470 1 107 
strain JSS-26 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
262968 Bacteria_16S 2460856 2460961 1 107 
strain JSS-7 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
262968 Bacteria_16S 2477471 2477576 1 
strain 3T 16S ribosomal RNA, partial sequence 


107 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


262968 Bacteria_16S 2478943 2479048 1 107 
strain 383 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


262968 Bacteria_16S 2480450 2480555 1 107 
strain H/T1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2481963 2482068 1 107 
ribosomal RNA, partial sequence 


262968 Bacteria_16S 
strain DC333 16S 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


262968 Bacteria_16S 2486503 2486608 1 107 
strain PG13 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


262968 Bacteria_16S 2494048 2494153 1 107 


australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; Tetrasphaera. 
262968 Bacteria_16S 2536452 2536557 1 107 
strain SCH-89 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
262968 Bacteria_16S 2540545 2540650 1 107 gi| 219857350 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 25412 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
262968 Bacteria_16S 2567941 2568046 1 107 gi| 219857289 
strain AN1 16S ribosomal RNA, partial sequence 2567339 25687 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
262968 Bacteria_16S 2569423 2569528 1 107 gi| 219857288 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 

frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Cl 
262968 Bacteria_16S 2615735 2615840 1 107 gi| 219857255 


strain SEBR 4211 
Firmicutes; Clostridia; Clostridiales; 
262968 Bacteria_16S 2782812 2782917 1 107 
strain B3-1 16S ribosomal RNA, partial sequence 


Sphingomonadales; 


Sphingomonadales; 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Family XII. 


gi|219857494 


gi| 219857467 
2388858 23902 


gi| 219857431 


gi|219857421 


219857418 
sequence 


gi 


Thermoactinomycetaceae; 


gi| 219857415 
Ac 


gi|219857411 


gi| 219857410 
2458757 24601 


gi|219857409 
2460248 24616 
Sphingomon 
gi| 219857398 
2476824 24782 


gi|219857397 
2478295 24797 


gi| 219857396 
2479798 24812 


gi| 219857395 
2481316 24827 


gi|219857392 
2485849 24873 
gi|219857387 


gi| 219857353 
2535834 25371 


gi|219857128 
2782197 27836 


Alteromonadales; 


Sphingomonadales; 


Sphingomonadaceae; 


Actinomycetales; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichacea 
262968 Bacteria_16S 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial seq 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; 
262968 Bacteria_16S 


2860277 2860382 1 107 gi 


2864898 2865003 1 107 gi 


219856884 


ref|NR_025082.1| Hyphomicrobium 
35 2350745 Hyphomicrobium sulfonivorans 


Hyphomicrobiaceae; Hyphomicrobium. 


ref|NR_025055.1| Mycoplasma microti 
92 Mycoplasma microti Bacteria; 


ref|NR_025019.1| Clostridium 
2434473 2435953 Clostridium 


Clostridiaceae; Clostridium. 


ref|NR_025009.1| Pseudoalteromonas 
2446675 2448124 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_025006.1| Seinonella 
2451243 2452743 Seinonella 
Seinonella. 
ref|NR_025003.1] Arthrobacter 


2454319 2455732 Arthrobacter 
tinomycetales; Micrococcineae; 


ref |NR_024999.1| Sphingopyxis 
2457264 2458706 Sphingopyxis 
Sphingomonadaceae; 


ref|NR_024998.1| Sphingomonas koreensis 
97 Sphingomonas koreensis Bacteria; 
Sphingomonas. 

ref|NR_024997.1| Sphingomonas aquatilis 
89 Sphingomonas aquatilis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024986.1| Mycoplasma indiense 

44 Mycoplasma indiense Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024975.1| Tetrasphaera 
2493400 2494869 Tetrasphaera 
Micrococcineae; 


ref|NR_024941.1| Hyphomonas oceanitis 
42 Hyphomonas oceanitis Bacteria; 


ceae; Hyphomonas. 

ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 

ceae; Hyphomonas. 

ref|NR_024920.1| Nitrobacter alkalicus 
17 Nitrobacter alkalicus Bacteria; 

ae; Nitrobacter. 

ref|NR_024919.1| Clostridium 


2568768 2570248 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024756.1| Thiothrix disciformis 
12 Thiothrix disciformis Bacteria; 

e; Thiothrix. 
ref|NR_024703.1] Pseudomonas 

uence 2859671 2861120 Pseudomonas 
Rhizobiales; Bradyrhizobiaceae. 


219856881 


echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 


ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 


echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


262968 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
262968 Bacteria_16S 
16S ribosomal RNA, partial sequence 2928528 29299 


strain IFO 13613 


Sphingomonadales; 


Sphingomonadaceae; 


2885184 2885289 1 107 gi|219856866|ref|NR_024685.1| Sphingomonas 
S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
2929155 2929260 1 107 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 


56 Terasakiella pusilla Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

262968 Bacteria_16S 2965395 2965500 1 107 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
strain S37 16S ribosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

262968 Bacteria_16S 3005137 3005242 1 107 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

262968 Bacteria_16S 3036863 3036968 1 107 gi|219846898|ref|NR_026490.1| Clostridium 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 3071630 3071735 1 107 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

262968 Bacteria_16S 3163559 3163664 1 107 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

262968 Bacteria_16S 3209178 3209283 1 107 gi|219846782|ref|NR_026374.1| Sphingomonas mali 
strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

262968 Bacteria_16S 3210670 3210775 1 107 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

262968 Bacteria_16S 3248625 32487301 107 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 3262026 32621311 107 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

262968 Bacteria_16S 3286306 3286411 1 107 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 3307756 3307861 1 107 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

262968 Bacteria_16S 3322838 3322943 1 107 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

262968 Bacteria_16S 3376205 3376310 1 107 gi|219846666|ref|NR_026258.1| Halanaerobium 
saccharolyticum subsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


262968 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


262968 Bacteria_16S 


acetireducens str 
acetireducens Bac 


262968 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


262968 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


262968 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


262968 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


262968 Bacteria_16S 


halophilum strain 
halophilum Bacter 


Halanaerobiaceae; Halanaerobium. 
3408077 3408182 1 107 gi 
DSM 10092 16S ribosomal RNA, partial s 


3483089 3483194 1 107 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3550221 3550326 1 107 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3592827 3592932 1 107 gi 


ridia; Clostridiales; 
3614177 3614211 4 


Clostridiaceae; 
38 gi 


bacillales; Carnobacteriaceae; Alloioc 
3627473 3627523 1 51 gi 
16S ribosomal RNA, complete sequence 

acteria; Betaproteobacteria; Neisseria 
3653503 3653553 1 51 gi 
SEBR 3139 16S ribosomal RNA, partial 

ia; Firmicutes; Clostridia; Clostridia 


262968 Bacteria_16S 


a; Proteobacteria; Deltaproteobacteria; 


eq 


’ 


al 
di 


ti 


id 


cl 


oc 


le 


se 
le 


219846640 


uence 
Syntro 


219846587 


seque 
ales; 


219846543 


al seq 
iales; 


219846513 
6S ribosomal RNA, partial sequence 3592199 35936 


ostrid 


219846496 
16S ribosomal RNA, partial sequence 3613485 36150 


cus. 


219846487 


362 


s; Nei 


219846469 


quence 
s; Pep 


3679516 3679558 1 43 gi 


219846451 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 


ref |NR_026232.1 
3407396 340888 
phobacterales; Syn 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref |NR_026135.1 
nce 354957 
lostridiaceae; C 
ref|NR_026105.1 


ne 
cl 


ue 
& 


ium. 
ref|NR_026088.1 


09 Alloiococcus 


ref |NR_026079.1 
80 3628323 Neiss 
eriaceae; Neiss 
ref|NR_026061.1 
3652827 365435 
coccaceae; Desul 
ref |NR_026042.1 

3678896 368032 


67 


e 
ss e 


to 


senegalense Bacteria; Firmicutes; Clostridia; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Clostridium 

2 Clostridium 

ostridium. 

Clostridium 

2 3551038 Clostridium 

lostridium. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Desulfotomaculum 

2 Desulfotomaculum 
fotomaculum. 
Rickettsia 

3 Rickettsia 


aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


Rickettsia; 
262968 Bacteria_16S 


spotted fever group. 


3690047 3690152 1 


107 


strain UIA 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


262968 Bacteria_16S 
halophilus strain 


Halothiobacillus. 
262968 Bacteria_16S 


3718525 3718630 1 


3752594 3752699 1 


107 


DSM 6132 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


107 


strain 275c 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


262968 Bacteria_16S 


3758642 3758747 1 


107 


strain PG51 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


262968 Bacteria_16S 


3770634 3770739 1 


107 


strain R001 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


262968 Bacteria_16S 


hominis strain 6573 16S ribosomal RNA, partial sequence 


Bacteria; 
262968 Bacteria_16S 


lacurosei strain H200 16S ribosomal RNA, 


Bacteria; Firmicutes; 
262968 Bacteria_16S 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


Rickettsia; 
262968 Bacteria_16S 


strain ATCC VR-611 16S ribosomal RNA, partial sequence 


Bacteria; 
spotted fever group. 
262968 Bacteria_16S 


3828337 3828442 1 


3841831 3841936 1 


Clostridia; 
3846380 3846422 1 


3847870 3847912 1 


3849360 3849402 1 


107 


Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


107 


complete sequence 
Halanaerobiales; 


43 


43 


Proteobacteria; Alphaproteobacteria; Rickettsiales; 


43 


strain Mtul 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 


fever group. 
262968 Bacteria_16S 
strain N 155 16S 


262968 Bacteria_16S 


strain OCh 254 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


262968 Bacteria_16S 


oligotrophica strain S58 16S ribosomal RNA, partial sequence 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; 


262968 Bacteria_16S 


donghaensis strain SW-132 16S ribosomal RNA, partial sequence 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 
262968 Bacteria_16S 
flavimaris strain 


Sphingopyxis. 
262968 Bacteria_16S 


leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 


leptinotarsae Bacteria; Tenericutes; Mollicutes; 


262968 Bacteria_16S 


lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 


lampyridicola Bacteria; Tenericutes; Mollicutes; 


262968 Bacteria_16S 


ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


ganghwensis Bacteria; 
262968 Bacteria_16S 
strain 34633 16S 


262968 Bacteria_16S 


methylohalidivorans strain MB2 16S ribosomal RNA, partial 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria 


Leisingera. 
262968 Bacteria_16S 


3889253 3889303 1 


3899975 3900080 1 


3912160 3912265 1 


3998238 3998343 1 


4001160 40012651 


4145245 4145287 1 


4146815 4146853 4 


4195797 4195902 1 


Proteobacteria; 


4223014 4223119 1 


4232081 4232186 1 


4244121 42442225 


51 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


107 


107 


107 


107 


SW-151 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


43 


42 


107 


107 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


107 


107 


strain C3H-21 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 


complete sequence 


Entomoplasmatale 


Entomoplasmatale 


gi|219846444 
3689398 36908 
gi|219846424 


gi|219846397 
3751943 37534 


gi| 219846393 
3757993 37594 


gi| 219846384 
3769978 37714 


219846344 
38276 


gi 


219846334 
38411 
Halanaerobiace 

gi] 219846331 


gi 


Ricke 


219846330 
38472 
Ric 


gi 


gi| 219846329 
3848728 38501 


gi| 219846302 
3888563 38900 


gi| 219846295 
3899350 39007 
gi|219846286 
Rhiz 
gi| 219846226 
Sphing 


gi|219846224 


gi|219846117 


gi| 219846116 


gi|219846078 


Oceano 
gi| 219846056 
4222451 42238 


gi| 219846047 


Chromatiales; 


Sphingomonadales; 


ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


ref|NR_026015.1| Halothiobacillus 
3717841 3719344 Halothiobacillus 
Halothiobacillaceae; 


ref|NR_025988.1| Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025984.1] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
ceae; Ralstonia. 
ref|NR_025934.1| Cardiobacterium 
53 3829122 Cardiobacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_025924.1| Halanaerobium 
23 3842666 Halanaerobium lacurosei 
ae; Halanaerobium. 
ref|NR_025921.1| Rickettsia 

3845748 3847187 Rickettsia 
ttsiales; Rickettsiaceae; Rickettsieae; 


ref|NR_025920.1| Rickettsia montanensis 
38 3848677 Rickettsia montanensis 
kettsiaceae; Rickettsieae; Rickettsia; 


ref|NR_025919.1| Rickettsia massiliae 
67 Rickettsia massiliae Bacteria; 
e; Rickettsieae; Rickettsia; spotted 


ref|NR_025892.1| Neisseria flavescens 
48 Neisseria flavescens Bacteria; 
Neisseria. 
ref|NR_025885.1| Roseibium denhamense 
43 Roseibium denhamense Bacteria; 
aceae; Roseibium. 
ref|NR_025876.1] Agromonas 

3911550 3912857 Agromonas 
obiales; Bradyrhizobiaceae; Agromonas. 
NR_025816.1| Porphyrobacter 
3997630 3999069 Porphyrobacter 
omonadales; Erythrobacteraceae; 


ref|NR_025814.1| Sphingopyxis 
4000552 4001995 Sphingopyxis 
Sphingomonadaceae; 


ref|NR_025707.1| Spiroplasma 

4144567 4146083 Spiroplasma 
s; Spiroplasmataceae; Spiroplasma. 
ref|NR_025706.1| Spiroplasma 
4146134 4147648 Spiroplasma 
s; Spiroplasmataceae; Spiroplasma. 
ref|NR_025668.1| Zooshikella 
195136 4196576 Zooshikella 
spirillales; Hahellaceae; Zooshikella. 


rs 


ref|NR_025646.1| Afipia massiliensis 
25 Afipia massiliensis Bacteria; 

ae; Afipia. 

ref|NR_025637.1| Leisingera 


sequence 4231451 4232881 Leisingera 


; Rhodobacterales; Rhodobacteraceae; 


gi|219722939 
4243475 42448 


ref|NR_024571.1| Brachybacterium muris 
83 Brachybacterium muris Bacteria; 


262968 Bacteria_16S 32560 32597 4 41 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
262968 Bacteria_16S 39871 39912 L 42 gi|265679037|ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
262968 Bacteria_16S 65809 65846 4 41 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

262968 Bacteria_16S 117432 117469 4 41 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
262968 Bacteria_16S 158513 158550 4 41 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


262968 Bacteria_16S 182769 182810 1 42 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 312419 312460 1 42 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

262968 Bacteria_16S 315424 315465 1 42 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 
262968 Bacteria_16S 377365 377402 4 41 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
262968 Bacteria_16S 541532 541573 1 42 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
262968 Bacteria_16S 608117 608154 4 41 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
262968 Bacteria_16S 618946 618983 4 41 gi|265678639|ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 


262968 Bacteria_16S 631016 631053 4 41 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
262968 Bacteria_16S 746061 746098 1 38 gi| 265678549 |ref|NR_028853.1| Acinetobacter tandoii 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter tandoii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

262968 Bacteria_16S 792766 792799 9 42 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

262968 Bacteria_16S 856658 856707 4 53 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

262968 Bacteria_16S 947085 947122 1 38 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 


taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 
262968 Bacteria_16S 1019081 1019122 1 42 gi| 265678365 |ref|NR_028667.1| Staphylococcus 
succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 

Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
262968 Bacteria_16S 1112954 1112991 4 41 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
262968 Bacteria_16S 1233985 1234022 4 41 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
262968 Bacteria_16S 1259524 1259561 4 41 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 


262968 
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Bacteria; Actinob 


262968 


urealyticum DSM 7 
DSM 7109 Bacteria; 
Corynebacteriacea 


262968 
subsp. 
subsp. 
262968 


subsp. urealyticu 
capitis subsp. ur 


262968 


carnosus subsp. carnosus strain 361 16S ribosomal RNA, 
carnosus subsp. carnosus Bacteria; 


262968 


aerolata strain V 
Bacteria; Actinob 
Promicromonospora. 


262968 


afermentans subsp. 


262968 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


262968 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


262968 


strain DSM 46000 


262968 


strain P 297/02 1 


equorum st 
equorum Ba 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


262968 Bacteria_16S 


foliorum strain P 
foliorum Bacteria; 
Microbacterium. 


262968 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


262968 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


262968 Bacteria_16S 


strain IH003 16S 
Firmicutes; 


262968 Bacteria_16S 


strain YIM 21741 


262968 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


262968 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


262968 Bacteria_16S 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae; 


262968 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


262968 Bacteria_16S 


strain DSM5578 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; 


icutes; 


1262542 1262590 58 


1291097 1291134 4 


1294155 1294196 1 


Firmicutes; 


1319992 1320033 1 


1321534 1321575 1 


1449102 1449139 4 


1500430 1500467 4 


1697724 1697761 4 


1770723 1770760 4 


1807104 1807141 4 


1819362 1819399 4 


1948718 1948755 4 


1953285 1953322 4 


2066159 2066196 4 


2177121 2177170 4 


Leuconostoc. 


2228536 2228573 4 


2280608 2280715 1 


2288103 2288144 3 


2328856 2328893 4 


2412365 2412406 1 


Proteobacteria; 


2418591 2418640 4 


Leuconostoc. 


Bacillales; 


Firmicutes; 


107 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


41 


109 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 


rain PA 231 16S ribosomal RNA, partial 
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gi 


gi| 228720812 


42 gi| 228715348 
sequence 
Staphylococcus. 

42 gi| 228715347 


s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacillales; 


42 


41 


-54A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


41 


afermentans Bacteria; Actinobacteria; 
Corynebacterineae; Corynebacteriaceae; Corynebacteri 


41 


41 


41 


41 


41 


41 


41 


n T2 16S ribosomal RNA, partial sequence 
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53 


ribosomal RNA, partial sequence 
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41 
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icutes; Mycoplasmataceae; Mycoplasma. 


44 


osomal RNA, partial sequence 
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41 


n LMG S-19263 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


42 


ain AML-D4 16S ribosomal RNA, partial 
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53 


Bacillales; 


gi| 228715346 


gi|224581421 


gi|219846622 


afermentans strain CIP 103499 16S ribosomal RNA, c 
Corynebacterium afermentans subsp. 
Actinomycetales; 


gi|219878409 


n CF36 16S ribosomal RNA, partial sequence 16970 
acteria; Actinobacteridae; Actinomycetales; 


gi|219878357 


UG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
e; Corynebacterium. 


gi|219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219878323 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


gi|219878229 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878226 


CCUG 39784 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


gi|219878146 


gi| 219857615 


2176454 21779 


gi| 219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


gi| 219857546 
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gi] 219857540 


2287434 22889 
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gi 
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ref 
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ref 
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Dietzia natronolimnaea 


51 1263306 Dietzia natronolimnaea 
nebacterineae; Dietziaceae; 


Dietzia. 
Corynebacterium 


53 1291853 Corynebacterium urealyticum 
Corynebacterineae; 


Staphylococcus equorum 
6 Staphylococcus equorum 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 
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romonospora aerolata 
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Corynebacterium 
ence 1499786 1501111 
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Microbacterium 
acterium paraoxydans 
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Corynebacterium 
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ineae; 


Oerskovia jenensis 
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flavus Bacteria; 


eae; Plantibacter. 
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0 Microbacterium 

eae; Microbacteriaceae; 
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7 Corynebacterium 
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Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Microbacterium 
4 Microbacterium 
cineae; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 
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Leuconostoc gelidum 


2417916 2419420 Leuconostoc gelidum Bacteria; 
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qu 
as 
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ref |NR_025034.1 
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ence 
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Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


262968 Bacteria_16S 2492564 2492601 4 41 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
262968 Bacteria_16S 2513733 2513770 4 41 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

262968 Bacteria_16S 2748198 2748235 4 41 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

262968 Bacteria_16S 2767722 2767770 58 107 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

262968 Bacteria_16S 2784323 2784360 4 41 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 

262968 Bacteria_16S 2840185 2840222 4 41 gi|219856897|ref|NR_024716.1| Agromyces luteolus 


strain IFO 16235 


strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
262968 Bacteria_16S 


strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
262968 Bacteria_16S 2897187 2897224 4 41 gi| 219856858 |ref|NR_024677.1 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 289798 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacteriaceae; Mycetocola. 

262968 Bacteria_16S 2901725 2901762 4 41 gi|219856855|ref|NR_024674.1 


strain IAM 14851 


oc 
2894198 2894235 4 41 
ribosomal RNA, partial sequence 


gi 


Micr 
gi 


oc 
2895693 2895730 4 41 
ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
262968 Bacteria_16S 219856860 


2893553 28949 


219856859 
2895048 28964 


16S ribosomal RNA, partial sequence 2901061 29025 


7 Mi 
ref 


crobacteriac 
NR_024679.1 


occineae 


7 Mi 
ref 


crobacteriac 
NR_024678.1 


occineae 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 
ococcineae; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
262968 Bacteria_16S 2909433 2909474 1 42 gi|219856850|ref|NR_024669.1 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 291023 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

262968 Bacteria_16S 2910977 2911018 1 42 gi|219856849|ref|NR_024668.1 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 291177 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

262968 Bacteria_16S 2912519 2912560 1 42 gi| 219856848 |ref|NR_024667.1 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

262968 Bacteria_16S 2915606 2915647 1 42 gi|219856846|ref|NR_024665.1 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

262968 Bacteria_16S 2917148 2917189 1 42 gi| 219856845 |ref|NR_024664.1 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 291794 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

262968 Bacteria_16S 2956334 2956371 4 41 gi|219856819|ref|NR_024638.1 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 295711 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Microbacteriaceae; Microbacterium. 

262968 Bacteria_16S 2957792 2957829 4 41 gi|219856818|ref|NR_024637.1 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 295857 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

262968 Bacteria_16S 2959253 2959290 4 41 gi| 219856817 |ref|NR_024636.1 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 296006 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

262968 Bacteria_16S 3046010 3046047 4 41 gi| 219846891 |ref|NR_026483.1 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 304685 


Ornithinicoccus 
1 Ornithinicoccus 


hortensis Bacteria; 


Intrasporangiaceae; Ornithinicoccus. 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


262968 Bacteria_16S 3068634 3068671 4 41 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

262968 Bacteria_16S 3094200 3094237 4 41 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

262968 Bacteria_16S 3115257 3115294 4 41 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

262968 Bacteria_16S 3146763 3146800 4 41 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

262968 Bacteria_16S 3175758 3175795 4 41 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

262968 Bacteria_16S 3201708 3201745 1 38 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 


strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Corynebacterium. 
262968 Bacteria_16S 
mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 
262968 Bacteria_16S 
imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 
262968 Bacteria_16S 


3206173 3206210 4 41 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


219846784 
ce 32055 
ales; Cory 
3215194 3215231 4 41 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


219846777 
32145 
ales; Cory 
3318299 3318332 9 42 

strain Z-7591 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; 
262968 Bacteria_16S 3382345 3382386 1 42 gi|219846661 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotri 
Methylophaga. 
262968 Bacteria_16S 


gi| 219846708 
3317638 33191 
Spirochaeta. 


3383884 3383925 1 42 gi 
strain ATCC 35842 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 
262968 Bacteria_16S 3403512 3403560 58 107 gi| 219846643 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
262968 Bacteria_16S 3430448 3430485 4 41 gi|219846624 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Corynebacteriaceae; Corynebacterium. 
262968 Bacteria_16S 3452798 3452835 4 41 gi| 219846608 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
262968 Bacteria_16S 3505800 3505837 4 41 gi| 219846572 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
262968 Bacteria_16S 3507317 3507354 4 41 gi|219846571 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Microbacterium. 
262968 Bacteria_16S 3510360 3510397 4 41 gi|219846569 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Microbacterium. 
262968 Bacteria_16S 3571513 3571550 4 41 
strain 234/92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 
262968 Bacteria_16S 3708110 3708158 58 107 gi| 219846431 
vanneervenii strain FC2 16S ribosomal RNA, partial sequence 37073 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


219846660 
33832 


gi|219846528 
3570843 35723 


Verr 


eae; Corynebact 
ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


ref |NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


ref |NR_026300.1 


ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026235.1 


; Micrococcaceae 
ref |NR_026216.1 

3429781 343112 
etales; Coryneba 


ref|NR_026200.1 


7 Mi 
ref 


crococcaceai 
NR_026164.1 


; Microbacteriac 
ref|NR_026163.1 

3506673 350814 
ales; Micrococci 


, 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


v 


ref |NR_026120.1 


ref |NR_026022.1 
88 3708856 Prosth 
ucomicrobiac 


262968 Bacteria_16S 3844900 3844941 1 42 gi| 219846332 
strain AW 25 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Staphylococcus. 


50 Corynebacterium phocae Bacteria; 
e 


riaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Arthrobacter ilicis 


85 Arthrobacter ilicis Bacteria; 


’ 


Arthrobacter. 
Corynebacterium 
4 Corynebacterium 
cterineae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
e: 


Micrococcus. 
Microbacterium barkeri 


v 


22 Microbacterium barkeri Bacteria; 
occineae; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 


neae; Microbacteriaceae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 


ref|NR_025922.1 


Staphylococcus warneri 


3844228 3845697 Staphylococcus warneri Bacteria; 


262968 Bacteria_16S 
strain 4229 16S r 
Tenericutes; Moll 
262968 Bacteria_16S 
strain BARC 857 1 
Tenericutes; Moll 
262968 Bacteria_16S 
grammopterae stra 
grammopterae Bact 
262968 Bacteria_16S 
aerodenitrificans 
aerodenitrificans 


Microvirgula. 


262968 Bacteria_16S 
abactoclasticum s 
abactoclasticum B 
262968 Bacteria_16S 
strain DSB MGU 15 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
262968 Bacteria_16S 
strain ID131577 1 
R 
262968 Bacteria_16S 
strain NA 1 16S r 
B 
262968 Bacteria_16S 
respiraculi strai 
respiraculi Bacte 
262968 Bacteria_16S 
strain Al 16S rib 
B 
262968 Bacteria_16S 
strain V33 16S ri 
B 
262968 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
262968 Bacteria_16S 
strain N-1 16S ri 
B 
262968 Bacteria_16S 


Actinobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain WSU 86/104 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
262968 Bacteria_16S 
strain S5b2 16S r 
B 
262968 Bacteria_16S 


Proteobacteria; 


strain YIT 0455 1 
Firmicutes; 


Actinobacteridae; 


262968 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


262968 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


262968 Bacteria_16S 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


262968 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


262968 Bacteria_16S 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 
Gemmatimonadetes; 


Bacteria; 


Lacto 
262968 Bacteria_16S 
CMS 81 16S riboso: 


B 
262968 Bacteria_16S 


3859918 3859959 1 42 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4163785 4163826 3 44 


gi 


gi 


Bacteria; Proteobacteria; Betaproteob 
298661 298764 3 107 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
349061 349163 4 107 gi 
-6 16S ribosomal RNA, partial sequence 


567543 567583 1 41 


gi 
ubrobacteridae; Solirubrobacterales; C 
681100 681140 1 41 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
757476 757516 1 41 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
758979 759019 1 41 gi 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
760531 760571 1 41 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
823301 823341 1 41 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
873474 873514 1 41 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
973324 973364 3 43 gi 
4 16S ribosomal RNA, complete sequence 


gi 


gi 


1002521 1002561 1 41 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1082681 1082721 4 44 gi 


gi 


bacillales; Lactobacillaceae; Lactobac 
1137136 1137238 4 107 gi 
mal RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
1179579 1179619 1 41 gi 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1203816 1203852 4 40 gi 
13280 16S ribosomal RNA, partial seque 
Coriobacteridae; Coriob 


1205323 1205359 4 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


40 gi 


Coriobacteri 


1256535 1256575 1 41 


gi 
acteria; Actinobacteridae; Actinomycet 
1278974 1279014 3 43 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


gi 


6S ribosomal RNA, partial sequence 4163118 41646 


265678861 
equence 


265678825 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 
onexibacte 


265678595 


680477 68183 


872811 87416 
rkholderia 


265678395 
97261 


265678376 


1001834 10033 
ocyclaceae 


265678321 


6S ribosomal RNA, partial sequence 1082049 10834 


illus. 
253680765 


1136447 1137959 Leifs 


obacteriac 
228717704 


1178919 1180416 Nitro 
itrosomona 


228715356 
nce 12031 
acteriales 


228715355 


1204671 12061 


ales; Cori 


219857144 


16S ribosomal RNA, partial sequence 1255896 12573 


ales; Cory 


219846093 


1278319 12798 
Entomoplasmataceae; M 


1398729 1398769 4 44 


gi 


Gemmatimonadales; Gemmatimo 


228715357 
13980 
nadaceae; 


acteria; N 


roplasmata 


34841 
ococcineae 


219846322 |ref|NR_025912.1| Mycoplasma imitans 
3859256 3860694 Mycoplasma imitans Bacteria; 
219846105|ref|NR_025695.1| Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4174466 4174507 3 44 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
248949 248989 1 41 gi|265678896|ref|NR_029204.1| Microvirgula 
strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 


eisseriales; Neisseriaceae; 
ref|NR_029167.1] Anaeroplasma 

298000 299445 Anaeroplasma 
les; Anaeroplasmataceae; Anaeroplasma. 
ref|NR_029130.1| Agromyces hippuratus 
2 349877 Agromyces hippuratus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_028979.1| Conexibacter woesei 
3 Conexibacter woesei Bacteria; 
raceae; Conexibacter. 
ref|NR_028900.1| Neisseria animalis 
1 Neisseria animalis Bacteria; 


eriaceae; Neisseria. 

265678541|ref|NR_028845.1| Cupriavidus 

quence 756798 758254 Cupriavidus 

a; Burkholderiales; Burkholderiaceae; Cupriavidus. 

265678540|ref|NR_028844.1|/ Alysiella filiformis 
758305 759815 Alysiella filiformis Bacteria; 

eriaceae; Alysiella. 

265678539|ref|NR_028843.1| Neisseria dentiae 
759866 761206 Neisseria dentiae Bacteria; 

eriaceae; Neisseria. 

265678497|ref|NR_028800.1| Cupriavidus 

sequence 822620 824161 Cupriavidus 

a; Burkholderiales; Burkholderiaceae; Cupriavidus. 

265678463|ref|NR_028766.1| Cupriavidus necator 


6 Cupriavidus necator Bacteria; 

ceae; Cupriavidus. 

ref|NR_028697.1| Waddlia chondrophila 

7 974173 Waddlia chondrophila Bacteria; 


ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 

; Azovibrio. 
ref |NR_028623.1 
61 Lactobacillus 


Lactobacillus equi 
equi Bacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


ref 
onia 
eae; 
ref 
somo 


NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_027566.1| Nitrosomonas eutropha 
nas eutropha C91 Bacteria; 

daceae; Nitrosomonas. 

ref|NR_027528.1| Collinsella 

62 1204620 Collinsella intestinalis DSM 
Coriobacterineae; Coriobacteriaceae; 


’ 


ref|NR_027527.1| Collinsella stercoris 
28 Collinsella stercoris DSM 13279 
obacterineae; Coriobacteriaceae; 


ref|NR_024772.1| Corynebacterium 
49 Corynebacterium efficiens YS-314 
nebacterineae; Corynebacteriaceae; 


ref|NR_025683.1| Mesoplasma corruscae 
03 Mesoplasma corruscae Bacteria; 
esoplasma. 
ref|NR_027529.1| Gemmatimonas 

84 1399529 Gemmatimonas aurantiaca T-27 
Gemmatimonas. 


262968 Bacteria_ 


subsp. elongata 
elongata subsp. 
Neisseria. 


262968 Bacteria_ 
strain B8 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; 


strain LMG 1945, 
Proteobacteria; 


Thiobacillus. 


262968 Bacteria_ 


strain CK58 16S 
Firmicutes; 


262968 Bacteria_ 


strain CCUG 3595 
Actinobacteria; 


Bacteria; 


262968 Bacteria_ 
hongkongensis str 
hongkongensis Bac 
262968 Bacteria_ 


strain ICPB 3636 
Proteobacteria; 


262968 Bacteria_ 


strain DSM 11853 
Proteobacteria; 


262968 Bacteria_ 
campinensis strai 
Proteob 


Bacteria; 


262968 Bacteria_ 


strain DSM 1105 
Proteobacteria; 


262968 Bacteria_ 


strain M432/72 1 
Tenericutes; Mol 


262968 Bacteria_ 


chlorophenolicus 
chlorophenolicus 
Micrococcaceae; 


262968 Bacteria_ 


strain LMG 3413 
Proteobacteria; 


262968 Bacteria_ 


strain CCUG 2113 
Proteobacteria; 


asinigenitalis s 
asinigenitalis B 


262968 Bacteria_ 


pelophilus strai 
pelophilus Bacte 


262968 Bacteria_ 


6a3 16S ribosoma 
Betaproteobacter 


262968 Bacteria_ 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 


Clost 


16S 1507847 1507887 1 41 
train ATCC 25295 16S ribosomal RNA, 


gi 
s 
e 
16S 


1548835 1548875 1 41 


gi 


16S 1550301 1550341 1 41 


gi 


16S 1623037 1623077 1 41 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
16S 1858871 18589111 41 gi 
in CCUG 41823 16S ribosomal RNA, parti 


16S 1898930 1898970 1 41 gi 
R8846 16S ribosomal RNA, partial seque 


16S 1963908 1963948 1 41 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


16S 
r 


1972748 1972800 1 53 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 2035399 2035439 1 41 gi 
7 16S ribosomal RNA, partial sequence 


gi 


16S 2073885 2073925 1 41 gi 
acteria; Betaproteobacteria; Burkholde 


16S 2230063 2230103 1 41 gi 


teria; Proteobacteria; 
16S 2265299 2265339 1 


Betaproteobacte 
41 gi 


Betaproteobacteria; Neisseriales; Neiss 
16S 2274484 22745241 41 gi 


Betaproteobacteria; Burkholderiales; Bu 
16S 2276018 2276058 1 41 gi 


acteria; Betaproteobacteria; Burkholde 
16S 2436631 2436671 1 41 gi 
a 
Betaproteobacteria; Burkholderiales; Bu 
16S 2489530 2489635 1 107 gi 
6S ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 


comp 
longata Bacteria; Proteobacteria; Betapr 


Betaproteobacteria; Burkholderiales; Aqua 
262968 Bacteria_ 
strain B6 16S ribosomal RNA, partial sequence 


ri 


al 


ia 
ri 


Actinobacteridae; Actinomycetales; Microc 
262968 Bacteria_ 
defragrans strain 
Proteob 


54Pin 16S ribosomal RNA, partial sequen 
ri 
219857579 
ain HKU1 16S ribosomal RNA, partial sequ 
ri 
219857556 
16S ribosomal RNA, partial sequence 2264632 22660 
er 
219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
rk. 
219857549 
n WS2 16S ribosomal RNA, partial sequenc 
ri 
219857430 
6S ribosomal RNA, partial sequence 2436004 24374 
rk. 
219857390 
2488881 24903 


219846303 
lete sequenc 
oteobacteria; 


219857245 
1548180 15495 
bacterium. 
219857244 
1549646 15510 
Betaproteobacteria; Burkholderiales; Aqua 
262968 Bacteria_ 
stercoricanis str 
stercoricanis Bac 
262968 Bacteria_ 
testudinoris stra 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
262968 Bacteria_ 


a; 


219878264 
ne 
Betaproteobacteria; Burkholderiales; Alca 
262968 Bacteria_ 
denitrificans str 
denitrificans Bac 


e 189 


a; 


219878213 
1972100 19735 
cl 


203 


ce 207 
ales; 
ence 
a; Nei 


iaceae 


holder 


e 227 
ales; 


holder 


bacterium. 
219878461 
equence 
Burkholde 
219878295 
sequenc 
Actinomyceta 


ligenace 
219878219 
1 sequen 
Hydro 


occineae; 
219878141 


ref |NR_025893.1 
e 15071 


Neisseria 


ref|NR_024875.1 
95 Aquabacterium 


ref |NR_024874.1 
61 Aquabacterium 


ref|NR_025600.1 

1622384 16238 
riales; Alc 
ref |NR_025434.1 
e 1858220 18597 
les; 
ref |NR_025403.1 
82 
ae; Brackiella. 
ref|NR_025358.1 
ce 1963237 19647 


ref|NR_025352.1 


ref |NR_025310.1 


47 
ref |NR_025280.1 
32 
Alcaligenaceae; 
ref|NR_025167.1 

2229404 223086 
eriales; Neisse 
ref|NR_025144.1 


ss 


; Simonsiella. 
ref|NR_025138.1 


iaceae; Cupri 
ref|NR_025137.1 
59 2276842 Cupri 
rkholderiaceae; 
ref|NR_025018.1 


53 
Bu 


iaceae; 
ref |NR_024978.1 


5 
1 


3 
a 


0 
Coryneb 


81 1899753 Bracki 


4 
genophilales; Hydrogenophilaceae; 


53 2036233 Rothia 
Micrococcaceae; 


26 2074709 Castel 
Ca 


r 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Corynebacterium 
1 Corynebacterium 
acterineae; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Thiobacillus 
6 Thiobacillus 


Clostridium akagii 


91 Clostridium akagii Bacteria; 
ostridium. 
219878171 


Rothia nasimurium 

nasimurium Bacteria; 
Rothia. 
Castellaniella 

laniella defragrans 

stellaniella. 
Laribacter 

2 Laribacter 

iaceae; Laribacter. 

Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 
avidu 


s. 
Cupriavidus 


avidus campinensis 


Cupriavidus. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 
Cupriavidu 


s. 
Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


16S 2516756 2516796 1 41 gi|219857366|ref|NR_024954.1| Arthrobacter 
strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Arthrobacter. 
16S 2531925 2531965 1 41 gi|219857356|ref|NR_024944.1| Cupriavidus pauculus 
16S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
16S 2544949 2544989 1 41 gi| 219857347 |ref|NR_024935.1| Acidovorax facilis 


16S 2575696 2575736 1 41 
train UCD-1 16S ribosomal RNA, 
acteria; Proteobacteria; 
16S 2646381 2646421 1 

n 
ria; Proteobacteria; Betaproteobacteria; 
16S 2650889 2650929 1 41 gi 
1 RNA, partial sequence 
ia; Rhodocyclales; Rhodocyclaceae; Azos 
16S 3055202 3055242 1 41 gi 


gi 
partial 


41 gi 


16S ribosomal RNA, partial sequence 2544276 25457 
Betaproteobacteria; Burkholderiales; Coma 
262968 Bacteria_ 


monada 


219857284 
se 
Betaproteobacter 


quence 
ia; Bu 


219857227 
asp 66 16S ribosomal RNA, partial seque 


nce 


ra. 


Rhodocyc 
219857224 
2650247 2651682 Azosp 
pi 
219846885 


ceae; Acidovorax. 
ref|NR_024915.1 

2575008 257651 
rkholderiales; Alc 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref |NR_024852.1 
ira oryzae Bacte 


ref|NR_026477.1 
3054533 305602 


86 Acidovorax facilis Bacteria; 


Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Propionivibrio 

7 Propionivibrio 

aceae; Propionivibrio. 
Azospira oryzae strain 
ria; Proteobacteria; 


Propionivibrio 
8 Propionivibrio 


dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Propionivibrio. 
262968 Bacteria_16S 
hydroxybenzoicum 
hydroxybenzoicum 
262968 Bacteria_16S 
histidinolovorans 
histidinolovorans 


3110662 31107051 


Firmicutes; 
3404985 3405025 1 


Micrococcaceae; Arthrobacter. 


262968 Bacteria_16S 
congolense strain 
congolense Bacteria; 
262968 Bacteria_16S 
strain CDC 8142 1 
Proteobacteria; B 
262968 Bacteria_16S 
stercoraria strai 
stercoraria Bacte 
262968 Bacteria_16S 


3676424 3676529 1 
Firmicutes; Clostridia; 
3875258 3875298 1 


3887715 3887755 1 


3890790 3890830 1 


UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 
262968 Bacteria_16S 
collagenovorans s 
collagenovorans B 
262968 Bacteria_16S 
caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 
262968 Bacteria_16S 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae; 
262968 Bacteria_16S 
strain M 6 A9 16S 
Firmicutes; Lacto 
262968 Bacteria_16S 
kestanbolensis st 
kestanbolensis Ba 
262968 Bacteria_16S 
lagogenitalium st 
lagogenitalium Ba 
262968 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 
262968 Bacteria_16S 
strain VP-6 16S r 


262968 Bacteria_16S 
acidipiscis strai 
acidipiscis Bacteria; 
262968 Bacteria_16S 

lacticum strain D 
lacticum Bacteria 
Microbacterium. 
262968 Bacteria_16S 
nitratireducens s 
nitratireducens B 
262968 Bacteria_16S 
thalassicus strai 
thalassicus Bacteria; 
262968 Bacteria_16S 

G33 16S ribosomal 
Actinobacteridae; 
262968 Bacteria_16S 
strain 01008 16S 

Tenericutes; Moll 
262968 Bacteria_16S 
strain 70-159 16S 
Tenericutes; Moll 
262968 Bacteria_16S 


’ 


strain Met-12 16S ribosomal RNA, partial sequence 
Thermotogales; 


Thermotogae; 


bacillales; 


cteria; 


187457 187500 1 


Firmicutes; 
509593 509668 4 


920806 920908 4 


1091873 1091916 1 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


1562210 1562253 1 
Firmicutes; 


2202915 2202961 60 


2333448 2333487 4 


2537811 2537854 1 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


2837185 2837228 1 


Firmicutes; Lactobacil 
3511882 3511917 4 


4172921 41729641 


Firmicutes; Clostr 
4183630 4183673 1 


Firmicutes; Clostridia 
109614 109719 1 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


286513 286551 4 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


301681 301719 4 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


451384 451433 59 


Thermotogaceae; 


strain BT 16S ribosomal RNA, partial s 
Bacteria; 


strain DSM 20115 16S ribosomal RNA, p 


Bacteria; Actinobacteria; Actinobacte 


SEBR 4224 16S ribosomal RNA, partial 


n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteri 


a; Neisseriales; Neisseriaceae; Kingel 


train SG 16S ribosomal RNA, partial se 
acteria; 


106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


s strain RHS1 16S ribosomal RNA, parti 


s Bacteria; Actinobacteria; 
Slackia. 


rain K4 16S ribosomal RNA, partial seq 
Bacillales; 


rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 


ain YIM 90004 16S ribosomal RNA, parti 


teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 


n FS60-1 16S ribosomal RNA, partial se 


SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


train Met 79 16S ribosomal RNA, partia 
acteria; 


n SC 562 16S ribosomal RNA, partial se 


6S ribosomal RNA, partial sequence 3874615 38761 
etaproteobacteria; Neisseriales; Neiss 


44 gi|219846848|ref|NR_026440.1| Sporotomaculum 
equence 3110031 3111466 Sporotomaculum 
Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 

41 gi|219846642|ref|NR_026234.1| Arthrobacter 
artial sequence 3404336 3405815 Arthrobacter 
ridae; Actinomycetales; Micrococcineae; 

107 gi|219846453|ref|NR_026044.1| Halanaerobium 
sequence 3675717 3677244 Halanaerobium 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

41 gi|219846312|ref|NR_025902.1| Neisseria weaveri 

01 Neisseria weaveri Bacteria; 
eriaceae; Neisseria. 

41 gi|219846304|ref|NR_025894.1| Vitreoscilla 
partial sequence 3887024 3888512 Vitreoscilla 
a; Neisseriales; Neisseriaceae; Vitreoscilla. 

41 gi|219846301|ref|NR_025891.1| Kingella oralis strain 

3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
la. 

44 gi|265678938|ref|NR_029246.1| Clostridium 
quence 186799 188298 Clostridium 

Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

TS gi|265678712|ref|NR_029017.1| Corynebacterium 
quence 508981 510331 Corynebacterium 
inomycetales; Corynebacterineae; 

107 gi|265678431|ref|NR_028733.1| Slackia 
al sequence 920164 921628 Slackia 


Coriobacteridae; Coriobacteriales; Coriobacterineae; 
44 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
1091188 1092688 Lactobacillus algidus Bacteria; 
Lactobacillus. 
44 gi| 219846143 |ref|NR_025733.1| Anoxybacillus 
uence 1561538 1562913 Anoxybacillus 
Bacillaceae; Anoxybacillus. 
107 gi|219857597|ref|NR_025185.1| Mycoplasma 
equence 2202199 2203669 Mycoplasma 
lasmataceae; Mycoplasma. 
43 gi|219857507|ref|NR_025095.1| Nocardiopsis 
al sequence 2332775 2334299 Nocardiopsis 
e; Actinomycetales; Streptosporangineae; 
44 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
2537193 2538546 Hyphomonas rosenbergii Bacteria; 
yphomonadaceae; Hyphomonas. 
44 gi|219856899|ref|NR_024718.1| Lactobacillus 
quence 2836503 2837908 Lactobacillus 
lales; Lactobacillaceae; Lactobacillus. 
39 gi|219846568|ref|NR_026160.1| Microbacterium 
quence 3511236 3512709 Microbacterium 
tinomycetales; Micrococcineae; Microbacteriaceae; 
44 gi|219846098|ref|NR_025688.1| Garciella 
1 sequence 4172278 4173748 Garciella 
idia; Clostridiales; Eubacteriaceae; Garciella. 
44 gi|219846088|ref|NR_025678.1| Tepidibacter 
quence 4183005 4184408 Tepidibacter 
; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
107 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
108968 110448 Kocuria varians Bacteria; Actinobacteria; 
ococcaceae; Kocuria. 
42 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 


42 gi 


109 gi 


Petrotoga. 


285875 28729 


265678859 


300996 30245 


265678753 


ref |NR_029165.1 


0 Mycoplasma testudinis Bacteria; 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


ref|NR_029058.1 


Petrotoga mexicana 


450666 452169 Petrotoga mexicana Bacteria; 


262968 Bacteria_16S 484903 485000 9 107 
bajacaliforniensis strain BA-2 16S ribosomal RNA, 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetal 
262968 Bacteria_16S 590000 590105 1 107 gi 
strain 3WC2 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
262968 Bacteria_16S 614386 614435 59 109 gi 
strain SL24 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
262968 Bacteria_16S 670452 670501 59 109 gi 
strain MV1075 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 


gi 
compl 


es; 


265678728 
ete sequen 
Spiroc 
265678659 
589361 59079 
Clostridiu 
265678642 
613678 61515 


265678602 
669757 67122 


Spirochaeta 
Spirochaeta 


ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spirochaeta. 
ref|NR_028964.1| Clostridium colicanis 
5 Clostridium colicanis Bacteria; 

m. 
ref|NR_028947.1| Petrotoga olearia 
2 Petrotoga olearia Bacteria; 


ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 


262968 Bacteria_16S 870448 870553 1 107 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

262968 Bacteria_16S 908325 908430 1 107 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

262968 Bacteria_16S 1057233 1057338.1 107 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

262968 Bacteria_16S 1060299 1060404 1 107 gi|265678337|ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

262968 Bacteria_16S 1135604 1135670 1 66 gi| 253680766 |ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

262968 Bacteria_16S 1168939 1169036 9 107 gi|228719827|ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

262968 Bacteria_16S 1389797 1389902 1 107 gi|228716586|ref|NR_027553.1| Bdellovibrio 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
Bdellovibrio. 

262968 Bacteria_16S 1395836 1395885 59 109 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 


strain KA3 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 
262968 Bacteria_16S 1430639 1430744 1 107 gi 
strain M1063U/93 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
262968 Bacteria_16S 1813275 1813324 59 109 gi 
strain SL25 16S ribosomal RNA, partial sequence 


1395106 13965 


224581435 
16S ribosomal RNA, partial sequence 1429972 14314 
steurellac 
219878327 
1812567 18140 


48 Marinitoga piezophila KA3 Bacteria; 


ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_025466.1| Petrotoga sibirica 
48 Petrotoga sibirica Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

262968 Bacteria_16S 1962341 1962446 1 107 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

262968 Bacteria_16S 2118050 2118155 1 107 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

262968 Bacteria_16S 2484984 2485089 1 107 gi|219857393|ref|NR_024981.1| Mycoplasma subdolum 


strain TB 16S rib 
Tenericutes; Moll 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2484337 24857 


98 Mycoplasma subdolum Bacteria; 


262968 Bacteria_16S 2695634 2695739 1 107 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
262968 Bacteria_16S 2745390 2745420 11 41 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

262968 Bacteria_16S 2793303 2793408 1 107 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

262968 Bacteria_16S 2841740 2841845 1 107 gi|219856896|ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 


Hala 
gi 


Bacteria; Firmicutes; 
262968 Bacteria_16S 

strain JCM 6484 1 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 


Clostridia; Halanaerobiales; 
2888115 2888220 1 LO7 


na 


Eu 


262968 Bacteria_16S 3029230 3029335 1 107 gi 
polyendosporus strain PS-1 16S ribosomal RNA, partial seq 


uence 


erobiace 
219856864 
6S ribosomal RNA, partial sequence 2887459 28889 
bacteriu 
219846904 


ae; Halanaerobium. 

ref|NR_024683.1| Eubacterium multiforme 

29 Eubacterium multiforme Bacteria; 

m. 

ref|NR_026496.1] Anaerobacter 
3028583 3030038 Anaerobacter 


polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 


262968 Bacteria_ 


strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Fa 


Firmicutes; 
262968 Bacteria_ 
strain DSM 20541 


262968 Bacteria_ 
strain DSM 20542 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


262968 Bacteria_ 


strain DSM 6736 1 
Clost 


Firmicutes; 
262968 Bacteria_ 


homopropionicum s 
homopropionicum B 
262968 Bacteria_16S 
debontii strain F 
Bacteria; Verruco 
262968 Bacteria_16S 


strain Pasteur II 
Firmicutes; 


Firmicutes; 


fever group. 


262968 Bacteria_16S 
strain SW-161 16S 
Proteobacteria; Alphaproteobacteria; 
262968 Bacteria_16S 


aquimaris strain 
Bacteria; 


pratensis strain 


Bacteria; 


Firmicutes; Bacil 


262968 Bacteria_16S 181230 181271 1 42 gi| 265678942 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 18057 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

262968 Bacteria_16S 212121 212162 1 42 gi| 265678921 


strain IP 2227 16 
Firmicutes; 


262968 Bacteria_16S 


strain Kol5a 16S 


Aquificae; Aquifi 
262968 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


262968 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


262968 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


262968 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
262968 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


262968 Bacteria_16S 


Clostridia; 


Clost 
262968 Bacteria_16S 
strain 2585 16S r 
Clost 
262968 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycop 
262968 Bacteria_16S 
strain RB 16S rib 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


Proteob 
262968 Bacteria_16S 


Proteob 


262968 Bacteria_16S 
strain G2 16S rib 


Clostridia; 


16S 3228848 3228886 4 42 


gi 
Clostridiales; 


16S 3457380 3457485 1 107 gi 


16S 3516450 3516552 4 107 gi 
16S ribosomal RNA, partial sequence 35 
16S 3528670 3528775 1 107 gi 
ridia; Clostridiales; 
16S 3530168 3530273 1 


Clostridiaceae; 
107 gi 


acteria; Firmicutes; Clostridia; 


3706592 3706640 58 107 gi 


3711084 3711189 1 107 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3720054 3720159 1 107 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; 
3757140 3757178 4 


Clostridiaceae; 
42 gi 


lasmataceae; Mycoplasma. 
3781236 3781278 1 
osomal RNA, partial sequence 


43 gi 


3995253 3995358 1 107 
ribosomal RNA, partial sequence 


gi 


osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 


S ribosomal RNA, partial sequence 
Clostridiales; Clostridiaceae; 
291115 291144 1 30 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 


ribosomal RNA, partial sequence 

Deinococci; Deinococcales; Deinoco 
777445 777493 58 107 gi 

train HD321 16S ribosomal RNA, partial 

acteria; Actinobacteria; Actinobacteri 

donia. 

782024 782061 4 


41 gi 


16S ribosomal RNA, partial sequence 3456719 34581 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


6S ribosomal RNA, partial sequence 3528019 35294 


train DSM 5847 16S ribosomal RNA, part 


Clost 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 


3719395 37209 


3756485 3757942 Mycop 


3780594 37820 


3994645 39960 


Sphingomonadales; Erythrobac 

4036115 4036220 1 107 gi|219846199 

SW-110 16S ribosomal RNA, partial sequence 40355 
acteria; Alphaproteobacteria; Sphingomonadales; 
4084511 4084561 1 51 gi| 219846163 

F31 16S ribosomal RNA, partial sequence 40838 

acteria; Betaproteobacteria; Methylophilales; Me 
4197320 4197346 18 44 gi|219846077 


4196627 41980 


211461 21296 


290399 29196 


528726 53019 


219846768 


mily XI. I 
219846605 


oc 
219846565 
15805 35172 
ococcineae 
219846557 


Clostridiu 
219846556 
ial sequen 
ridiales; 

219846432 
37058 
robiales; 

219846429 
37104 
Clostridiu 
219846422 


Clostridiu 
219846394 
219846376 
ke 


ttsiacea 


219846228 


Clostridiu 
265678866 


337038 337086 58 107 gi| 265678833 |ref|NR_029138.1 
n B 3028 16S ribosomal RNA, partial sequence 336318 337835 
ria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifido 
338603 338651 58 107 gi| 265678832 |ref|NR_029137.1 
RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifido 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
442231 442279 58 107 gi|265678760|ref|NR_029065.1 
strain T16 16S ribosomal RNA, partial sequence 441527 442954 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; B 
529384 529421 4 41 gi|265678699|ref|NR_029004.1 


ccaceae; D 
265678528 
sequence 
dae; Actin 


occineae; 


ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; 
ref|NR_026197.1 
69 Nesterenkonia 
3 Micrococcacea 
ref|NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026149.1 


m. 
ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref |NR_026020.1 
25 3711931 Clostr 
m. 

ref 


NR_026013.1 


m. 
ref|NR_025985.1 
lasma alvi Bacte 


ref |NR_025967.1 


R 


e; Rickettsieae; 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_025667.1 
08 Anoxybacillus 


ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029229.1 


mM. 


ref |NR_029172.1 


einococcus. 
ref |NR_028832.1 

776745 778221 
omycetales; Cory 


265678524 


cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 


e: 


Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Curtobacterium luteum 


v 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Mycoplasma alvi strain 
ria; Tenericutes; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 
Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Anoxybacillus gonensis 
gonensis Bacteria; 


Clostridium 
idium proteolyticum 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Parascardovia 
Parascardovia 
bacteriaceae; 


Bifidobacterium 
bacterium saeculare 
Bifidobacterium. 
Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


’ 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Gordonia 
Gordonia 
nebacterineae; 


ref|NR_028828.1 
781358 782875 


Xylanimonas 
Xylanimonas 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonospora 


262968 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


262968 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


262968 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


262968 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


262968 Bacteria_16S 


thermacidophilum 


ceae; Xylanimonas. 

782078 782126 58 107 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

834074 834115 1 42 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


835576 835617 1 42 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

1265537 1265578 1 


’ 


42 gi 


ridiales; Clostridiaceae; Clostridium. 
1330737 1330785 58 107 gi 
subsp. porcinum strain P3-14 16S ribos 


265678524 
sequence 

dae; 

265678490 


cteria; 


265678489 


219846539 


219846082 
omal RNA, 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria 


Bifidobacteriales 


262968 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


262968 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


262968 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


262968 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


262968 Bacteria_16S 


strain SPR2 16S r 
Actinobacteria; A 


262968 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


262968 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


262968 Bacteria_16S 


scardovii strain 
scardovii Bacteri 
Bifidobacterium. 


262968 Bacteria_16S 


azotonutricium st 
azotonutricium Ba 


262968 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


262968 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


262968 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


262968 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


262968 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


262968 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 
Micrococcaceae; A 


262968 Bacteria_16S 


; Bifidobacteriaceae; Bifidobacterium. 


1338316 1338357 1 41 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


1339789 1339830 1 42 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1566661 1566709 58 107 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 
1683938 1683979 1 42 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1758833 1758881 58 107 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1782881 1782929 58 107 gi 
16S ribosomal RNA, partial sequence 

teria; Fusobacteriales; Fusobacteriace 
1831615 1831663 58 107 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1833156 1833204 58 107 gi 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


gi 


B 


2269949 2269982 9 42 gi 
rain ZAS-9 16S ribosomal RNA, partial 

cteria; Spirochaetes; Spirochaetales; 

2339364 2339467 2 107 gi 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2365331 2365379 58 107 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2366841 2366889 58 107 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2372796 2372903 1 107 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374302 2374409 1 107 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2455030 2455078 58 107 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 
rthrobacter. 


228721484 
quence 
bacteria; 


228721340 
sequence 


219846058 


1565947 15674 


richia. 
219878419 
rt 
tridiales; 
219878366 


1758120 17596 
bacterin 


ne 

219878348 
ae; 
219878315 


1830898 18324 


cter. 
219878313 

sequence 

if 


219857553 
sequence 
Sp 

219857502 
quence 
diales; 
219857483 


2364627 23660 


219857482 

quence 

la 
219857478 


2372144 23736 


219857477 


2373653 23751 


219857415 
sequence 
er 


2689849 2689878 1 30 gi 


219857196 


caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 


Actin 


ial sequen 
Sp 


tial seque 
roteobacte 


oteobacter 


ial sequ 


17821 
Sneath 


idobacte 


irochaet 


He 


smatacea 


idae; Ac 


ref |NR_028828.1 
781358 782875 
omycetales; Micr 


ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref|NR_026131.1 


ref 
comp 


NR_025672.1 
lete sequenc 


v 


ref|NR_027607.1 

1337638 133913 
Burkholderiales; 
ref|NR_027605.1 

1339181 134062 
ia; Rhodospirill 
ref|NR_025648.1 
31 Leptotrichia 


ref 
ence 
Clo 

ref 


NR_025558.1 
168328 
stridiaceae; 


NR_025505.1 


eae; Gordoniacea 
ref |NR_025487.1 
75 1783536 Sneath 
ia. 


ref|NR_025454.1 


ref |NR_025452.1 
1832458 183383 
riales; Bifidoba 


ref|NR_025141.1 
2269277 227073 
aceae; Treponema 
ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 


v 
ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025066.1 


ref|NR_025065.1 


ref|NR_025003.1 
2454319 245573 
tinomycetales; M 


Xylanimonas 
Xylanimonas 
ococcineae; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


Bifidobacterium 
e 1330013 1331535 


Actinobacteria; Actinobacteridae; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Magnetospirillum 
3 Magnetospirillum 


ales; Rhodospirillaceae; 


Leptotrichia shahii 


shahii Bacteria; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Sneathia sanguinegens 
ia sanguinegens 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Treponema 

9 Treponema 
Heliobacterium 

4 Heliobacterium 
Heliobacterium. 
Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Arthrobacter 
2 Arthrobacter 
icrococcineae; 


ref|NR_024824.1 
2689164 269065 


Hydrogenivirga 
5 Hydrogenivirga 


262968 Bacteria_16S 


nitritogenes stra 
nitritogenes Bact 


262968 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


262968 Bacteria_16S 


strain IFO 15616 


2886589 2886630 1 42 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 

2889638 2889679 1 42 gi 
ridia; Clostridiales; 
2903262 2903299 4 


Eubacteriaceae; 
41 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


262968 Bacteria_16S 


strain IFO 15616 


2903316 2903364 58 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


262968 Bacteria_16S 
ccc Baja-95 Cl.2 16S ribosomal RNA, p 


tapeticola strain 
tapeticola Bacter 


262968 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


262968 Bacteria_16S 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


262968 Bacteria_16S 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


262968 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


262968 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


262968 Bacteria_16S 
6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 
262968 Bacteria_16S 


strain DSM 3963 1 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


262968 Bacteria_16S 


strain DSM 44140 


Actinobacteria; Actinobact 
262968 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


262968 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


262968 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


262968 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


262968 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


262968 Bacteria_16S 


brennaborense str 
brennaborense Bac 


262968 Bacteria_16S 


strain Z-7937 16S 
Firmicutes; Clost 


262968 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


262968 Bacteria_16S 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 


3008114 3008151 1 38 gi 
ia; Cyanobacteria; Oscillatoriales; Ha 
3035340 3035381 1 42 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3044478 3044515 4 41 gi 
in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 

3044532 3044580 58 107 gi 
in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 

3056722 3056747 4 29 gi 
train 0554 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


3168154 3168191 4 41 


gi 


n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3171187 3171224 4 41 gi 


Deinococci; Deinococcales; Deinoco 

3198729 3198770 1 42 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


3321373 3321421 58 
16S ribos 


107 gi 
eridae; Actinomycetales; Cory 
3391406 3391454 58 107 gi 
6S riboso 
obacteriales; Fusobacteriaceae; Propio 
3501295 3501336 1 42 gi 
6S riboso 
ridia; Clostridiales; 
3531696 3531737 1 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533142 3533183 1 42 

S ribosomal RNA, partial sequence 


Clostridiaceae; 
42 gi 


gi 


Clostrid 
6S ribosomal RNA, partial sequence 2888980 28904 
16S ribosomal RNA, partial sequence 2902597 29040 
occineae; 


16S ribosomal RNA, partial sequence 2902597 29040 


3034695 30361 


omal RNA, partial sequence 3320684 33221 


mal RNA, partial sequence 3390715 33921 


mal RNA, partial sequence 3500724 35020 


3531057 3532455 Sarci 


3532506 35339 


219856865 
sequence 
iales; Eub 
219856863 


Eubacteriu 
219856854 


oc 
219856854 


ococcineae 
219846918 
artial seq 
lospirulin 
219846899 


Clostridiu 
219846892 
quence 

; Actinomy 
219846892 
quence 

; Actinomy: 
219846884 
sequence 
cteria; Ae 


219846809 
sequence 

Deinococca 

219846807 


ccaceae; D 
219846789 
ial sequen 
cteria; Rh 


219846705 


nebacterin 
219846651 


219846554 


ref|NR_024684.1 
2885932 288740 

acteriaceae; Eubacterium. 

ref|NR_024682.1| Eubacterium budayi 

51 Eubacterium budayi Bacteria; 

m. 

ref|NR_024673.1| Zimmermannella alba 

77 Zimmermannella alba Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 

ref|NR_024673.1| Zimmermannella alba 

77 Zimmermannella alba Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 

ref|NR_026510.1| Halospirulina 

uence 3007504 3008891 Halospirulina 

a. 

ref|NR_026491.1| Clostridium disporicum 

66 Clostridium disporicum Bacteria; 

m. 

ref |NR_026484.1 
3043846 304530 

cetales; Microco 


Eubacterium 
8 Eubacterium 


Rarobacter 
9 Rarobacter 
ccineae; 


ref |NR_026484.1 
3043846 304530 
cetales; Microco 


Rarobacter 
9 Rarobacter 
ccineae; 


ref|NR_026476.1 
3056079 305754 
romonadales; Suc 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Deinococcus 
1 Deinococcus 
les; Deinococcaceae; Deinococcus. 
ref |NR_026399.1| Deinococcus grandis 
14 Deinococcus grandis Bacteria; 
einococcus. 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref |NR_026401.1 


167516 316898 


w 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


ref|NR_026297.1| Gordonia hirsuta 

44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


nigenium. 

219846575|ref|NR_026167.1| Clostridium celatum 
49 Clostridium celatum Bacteria; 

Clostridium. 

219846555|ref|NR_026147.1| Sarcina maxima strain 


na maxima Bacteria; Firmicutes; 


ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 


ridia; Clostridiales; Clostridiaceae; Sarcina. 
4125292 4125340 58 107 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
somal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
35485 35517 9 41 gi|265679040|ref|NR_029348.1| Treponema 
ain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
teria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
91250 91297 59 107 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 
218335 218382 59 107 gi|265678917|ref|NR_029225.1| Planctomyces 
n Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
ria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
292707 292747 1 41 gi|265678865|ref|NR_029171.1| Aggregatibacter 


292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 


Pasteurellales; P 


asteurellaceae; Aggregatibacter. 


262968 Bacteria_16S 
formicigenes stra 
formicigenes Bacteria; 
262968 Bacteria_16S 

strain E58 16S ri 


262968 Bacteria_16S 
strain M2000/95/1 
Bacteria; Proteob 
262968 Bacteria_16S 
strain HM-7 16S r 
Firmicutes; Clost 
262968 Bacteria_16S 
strain 8025 16S r 
Proteobacteria; G 
262968 Bacteria_16S 
strain HK85 16S r 
Proteobacteria; G 
262968 Bacteria_16S 
strain ATCC49733 
Proteobacteria; G 
262968 Bacteria_16S 
granulomatis stra 
granulomatis Bacteria; 
262968 Bacteria_16S 

strain HPA92 16S 
Proteobacteria; G 
262968 Bacteria_16S 
strain 177 16S ri 
Proteobacteria; G 
262968 Bacteria_16S 
strain P925 16S r 
Proteobacteria; G 
262968 Bacteria_16S 
succinogenes stra 
succinogenes Bact 
Actinobacillus. 

262968 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
262968 Bacteria_16S 
strain P-172-71 1 
Proteobacteria; G 
262968 Bacteria_16S 
porcinus strain N 


eria; 


Bacteria; Proteobacteria; Gammaproteobacteria; 
262968 Bacteria_16S 3823761 3823801 1 41 
parahaemolyticus strain 536 16S ribosomal RNA, 
parahaemolyticus Bacteria; Proteobacteria; Gamm 
Haemophilus. 

262968 Bacteria_16S 3825291 38253311 41 


strain NCTC 3438 

Bacteria; Proteob 
262968 Bacteria_16S 
strain HAR-13 16S 


262968 Bacteria_16S 
strain NRRL B-163 
Bacteria; Actinob 
262968 Bacteria_16S 
lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 

262968 Bacteria_16S 


psittacicida strain Gerl. 236/81 16S ribosomal RNA, par 
psittacicida Bacteria; Proteobacteria; Gammaproteobacte 


Volucribacter. 
262968 Fungi_16S 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


262968 Fungi_16S 


strain IFM 0784 16S ribosomal RNA, partial sequence 1564 


bosomal RNA, 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 


16S ribosomal RNA, 
acteria; Gammaproteobacteria; Pasteure 


ribosomal RNA, 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


417446 417474 1 29 


in DV1184 16S ribosomal RNA, partial s 


Firmicutes; Clostridia; 
1367131 1367178 59 10 
complete sequence 


1442998 1443038 1 41 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 


1464071 1464099 1 29 


ibosomal RNA, partial sequence 
ridia; 


Clostrid 
41 


Clostridiales; 
1512325 1512365 1 


1875657 1875697 1 41 
2363730 23637701 41 


2600191 26002311 41 


in ATCC 49244 16S ribosomal RNA, parti 


Proteobacteria; 
2601745 2601785 1 


Gammapro 
41 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 


2603299 2603339 1 41 


2604853 2604893 1 41 


2638666 2638706 1 41 


in 130Z 16S ribosomal RNA, partial seq 


Proteobacteria; Gammapro 


2982268 2982315 59 10 


TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 


3694603 3694643 1 41 


3696040 3696080 1 41 


M319 16S ribosomal RNA, partial sequen 


complete se 


3895488 3895535 59 10 
complete seque 


4031572 4031619 59 10 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


4034676 4034723 59 10 


ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 


4123739 4123779 1 41 


658 700 1 43 


2167 2209 L 43 


gi|265678776|ref|NR_029081.1| Tepidibacter 
equence 416856 418235 Tepidibacter 
Clostridiales; Peptostreptococcaceae; Tepidibacter. 
7 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 


1366379 13679 


gi 


gi 


1463419 14648 


iales Fa 
gi 


1511717 15130 


gi 


1874987 18764 


gi 


16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pa 


gi 


teobacte 
gi 


Pa 
gi 


2602614 26041 


Pa 
gi 


2604168 26056 


Pa 
gi 


teobacte 


7 gi 


gi 


6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pa 


gi 


Pasteure 
gi 

complete 

aproteob 


gi 
quence 


7 
nce 


gi 
7 gi 


7 gi 


gi 


gi 


2601060 26025 


3894733 38962 


224581426 

14423 
llales; Pa 
224581410 


mily XIII. 
219878127 


steurellac 
219878284 


steurellac 
219857485 


steurellac 
219857268 
al sequenc 
ria; Paste 
219857267 


steurellac 
219857266 


steurellac 
219857265 


steurellac 
219857232 
uence 
ria; Paste 
219846935 
uence 

aceae; Chl 
219846441 


steurellac 
219846439 
ce 36953 
llales; Pa 
219846347 
sequence 
acteria; P 
219846346 
38245 
llales; Pa 
219846298 


219846202 
40308 
ales; Glyc 
219846200 
rtial sequ 
e; 


219846134 
tial seque 
ria; Paste 


265678352 
1514 
nebacterin 


gi 


Actinomycet 


26 Chlamydophila 


ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; 
ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 
ref |NR_025266.1 


eae; 
ref 


Histophilus 
NR_025423.1 


eae; 
ref 


Haemophilus 
NR_025073.1 


eae. 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


Mannheimia. 
NR_024897.1 


eae; 
ref 


Mannheimia. 
NR_024896.1 


eae; 
ref 


eae; Mannheimia. 
ref|NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_026527.1 
2981577 298305 
amydophila. 
ref |NR_026032.1 


eae. 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; 
ref |NR_025938.1 

3823071 382454 
asteurellales; P 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; A 
ref|NR_025888.1 


ref|NR_025792.1 
56 4032350 Glyco 
omycineae; Glyco 
ref|NR_025790.1 
ence 403395 
ales; Glyco 
ref 
nce 
urel 


NR_025724.1 
412310 
lales; Paste 


ref |NR_028654.1 


eae; Nocardiacea 


265678351 
3016 


pecorum E58 Bacteria; 


Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Histophilus somni 


77 Histophilus somni Bacteria; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Chlamydophila 
5 Chlamydophila 


Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 
terium volantium 
vibacterium. 

Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Glycomyces algeriensis 


myces algeriensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


mycineae; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 


ref|NR_028653.1 


Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


262968 Fungi_16S 


strain IFM 057 
Actinobacteria 


’ 


262968 Fungi_16S 


strain IFM 100 
Actinobacteria 


v 


262968 Fungi_16S 


6S 


’ 


strain YZ-96 1 
Actinobacteria 


262968 Fungi_16S 


strain IFM 024 
Actinobacteria 


’ 


262968 Fungi_16S 


strain IFM 100 
Actinobacteria 


, 


262968 Fungi_16S 


yamanashiensis s 
yamanashiensis B 
Nocardiaceae; No 


262968 Archaea_16S 


indicus strain S 
Archaea; Euryarc 


269312 Bacteria_ 


strain KS 0043 1 
Proteobacteria; 


269312 Bacteria_ 


strain IMI 35987 
Proteobacteria; 


269312 Bacteria_ 


strain 146 16S r 
Proteobacteria; 


269312 Bacteria_ 


psychrophila str 
psychrophila Bac 
Simplicispira. 


269312 Bacteria_ 


strain LMG 4393 
Proteobacteria; 


269312 Bacteria_ 


naphthalenivoran 
CdJ2 Bacteria; Pr 


269312 Bacteria_ 


strain KF46F 16S 
Proteobacteria; 


269312 Bacteria_ 


strain KCTC 1200 
Proteobacteria; 


269312 Bacteria_ 


defluvii strain 
Bacteria; Proteo 


269312 Bacteria_ 


strain BSB 41.8 
Proteobacteria; 


269312 Bacteria_ 


strain 2 16S rib 
Proteobacteria; 


269312 Bacteria_ 


pseudoflava stra 
Bacteria; Proteo 


269312 Bacteria_ 


taeniospiralis s 
taeniospiralis B 
Hydrogenophaga. 


269312 Bacteria_ 


strain LMG 3475 
Proteobacteria; 


269312 Bacteria_ 


nitrativorans st 
nitrativorans Ba 


269312 Bacteria_ 


3705 3747 1 43 gi 


5 16S ribosomal RNA, partial sequence 3067 


Actinobacteridae; Actinomycetales; Cory 
5265 5307 1 43 gi 


84 16S ribosomal RNA, partial sequence 4616 


Actinobacteridae; Actinomycetales; Cory 

6821 6863 1 43 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
8323 8365 L 43 gi 


5 16S ribosomal RNA, partial sequence 7721 


Actinobacteridae; Actinomycetales; Cory 
9809 9851 1 43 gi 


88 16S ribosomal RNA, partial sequence 9174 


Actinobacteridae; Actinomycetales; Cory 
11290 11332 1 43 gi 
train IFM 0265 16S ribosomal RNA, parti 
acteria; Actinobacteria; Actinobacterid 
cardia. 

28608 28649 1 42 gi 
L43 16S ribosomal RNA, partial sequence 
haeota; Methanococci; Methanococcales; 
16S 308475 308569 1 95 gi 
6 
Betaproteobacteria; Burkholderiales; Co 
16S 942997 943091 1 95 gi 
0 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 
16S 952373 952467 1 95 gi 
ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 
16S 953924 954018 1 95 gi 
ain CA 1 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacter 


16S 
1 
Betaproteobacteria; Burkholderiales; Co 
16S 1376919 1377013 1 95 gi 
s CJ2 16S ribosomal RNA, partial sequen 
oteobacteria; Betaproteobacteria; Burkh 
16S 2305241 2305335 1 95 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 
16S 2315883 2315977 1 95 gi 
5 16S ribosomal RNA, partial sequence 

Betaproteobacteria; Burkholderiales; Co 
16S 499454 499548 1 95 gi 
BSB 9.5 16S ribosomal RNA, partial sequ 
bacteria; Betaproteobacteria; Burkholde 
16S 501006 501100 1 95 gi 
1 
Betaproteobacteria; Burkholderiales; Co 
16S 944560 944654 1 95 gi 


955484 955578 1 95 gi 


fo) 
Betaproteobacteria; Burkholderiales; Co 
16S 946123 946217 1 95 gi 
in GA3 16S ribosomal RNA, partial seque 
bacteria; Betaproteobacteria; Burkholde 
16S 947687 947781 1 95 gi 
train 2K1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Betaproteobact 


16S 
1 
Betaproteobacteria; Burkholderiales; Co 
16S 1937052 1937146 1 95 gi 
rain 23310 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobacte 


1725837 1725931 1 95 gi 


6163 


6S ribosomal RNA, partial sequence 499730 501 


somal RNA, partial sequence 943283 944795 Hyd 


265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 

nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


265678557 
27994 

Methanocal 

265678855 


S ribosomal RNA, complete sequence 307188 30872 


mamonadace 
265678417 
94171 
mamonadace 
265678411 


951100 95259 


mamonadace 
265678410 
uence 

ia; Burkho 


265678409 


6S ribosomal RNA, partial sequence 954207 95569 


mamonadace 
228717818 
ce 13756 
olderiales 
219857526 


2303983 23054 


mamonadace 
219857519 
23146 
mamonadace 
265678719 
ence 49817 
riales; Co 
265678718 
25 
mamonadace 
265678416 
ro 
mamonadace 
265678415 
nce 94484 
riales; Co 
265678414 
quence 
eria; 


Burk 


219878391 


6S ribosomal RNA, partial sequence 1724592 17259 


mamonadace 
219878237 
equence 

ria; Burkh 


16S 2543990 2544084 1 95 gi 


219857348 


palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


myce 
ref 


doco 
ref 


ae; 
ref 


ae; 
ref 


ae; 


lder 
ref 


ae; 
ref 


7 Co 
ref 


ae; 
ref 


ae; 
ref 


mamo 
ref 


ae; 
ref 

geno 

ae; 
ref 


mamo 
ref 


hold 
ref 


ae; 
ref 


olde 
ref 


e 10639 


29402 


4 943232 Co 


952645 95 


34 2316097 Comamo 


8 499679 Hydro 


6 946358 Hydro 


946409 94792 


1935800 19372 


NR_028652.1 


Nocardiace 
NR_028651.1 


Nocardiace 
NR_028650.1 


Nocardiace 
NR_028644.1 


Nocardiacea 
NR_024825.1 


Nocardiacea 
NR_024803.1 
12137 
tales; Coryn 
NR_028861.1 
Methan 
ccaceae; Met 
NR_029161.1 


Comamonas. 
NR_028719.1 
mamo 
Comamonas. 
NR_028713.1 


Curvibacter 
NR_028712.1 
4156 
oma: 


iales; C 


NR_028711.1 


NR_027567.1 


65 1377116 Polaro 


mamonadaceae 
NR_025114.1 


Xenophilus. 
NR_025107.1 


Comamonas. 
NR_029024.1 
g 
nadaceae; Hy 
NR_029023.1 


Hydrogenopha 
NR_028718.1 
phaga flava 
Hydrogenopha 
NR_028717.1 
g 
nadaceae; Hy 
NR_028716.1 
2 
m. 


eriales; Co 


NR_025530.1 


Comamonas. 
NR_025376.1 
9 
riales; Coma 
NR_024936.1 


Nocardia araoensis 


Nocardia araoensis Bacteria; 
a 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
a 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
a 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 
Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Comamonas terrigena 
nas terrigena Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 


monadaceae; 


Giesbergeria sinuosa 


7 Giesbergeria sinuosa Bacteria; 
Giesbergeria. 


Polaromonas 

monas naphthalenivorans 
Polaromonas. 
Xenophilus azovorans 


v 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 

Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Hydrogenophaga 


2542716 2544225 Hydrogenophaga 


269312 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


269312 Bacteria_16S 


denitrificans str 
denitrificans Bac 


269312 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


269312 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


269312 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


269312 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


269312 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


269312 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


269312 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


269312 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


269312 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


269312 Bacteria_16S 


strain K1l1 16S ri 
Proteobacteria; B 


269312 Bacteria_16S 


valerianellae str 
valerianellae Bac 


269312 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


2645437 2645531 1 95 gi 

S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
3972441 3972535 1 95 gi 
ain AS-P1l 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
79784 79876 1 93 gi 


train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 
1089390 1089482 1 93 gi 


in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1463139 14632311 93 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1579378 1579470 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2147337 2147429 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2529496 2529588 1 93 gi 


ammaproteobacteria; Pseudomonadales; P 
2816523 2816615 1 93 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2859381 2859473 1 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2973639 29737311 93 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


3810461 3810553 1 93 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
4021444 4021536 1 93 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


gi 


534511 534605 1 95 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
577138 577232 1 95 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
949249 949343 1 95 gi 
bosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; 


gi 


Co: 


269312 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


269312 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


269312 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


269312 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


269312 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


269312 Bacteria_16S 


950814 950908 1 95 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
1038064 1038158 1 95 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1198396 1198490 1 95 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1481416 14815101 95 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


gi 


Co: 
gi 


1966025 1966119 1 95 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


1578118 15795 


2146078 21475 


16S ribosomal RNA, partial sequence 2528225 25296 


3809177 38107 


533233 53475 


947973 94948 


949535 95104 


1036784 10382 


219857228 
e 26441 
riales; Co 
219846244 
equence 

ria; Burkh 
265679011 
equence 
cteria; Ps 
265678317 
ence 10881 
nadales; P 
224581411 
ence 14618 
nadales; A 
219846381 


seudomonad 
219857637 


seudomonad 
219857358 


seudomonad 
219856913 
equence 

ia; Pseudo: 


v 


219856885 
28581 
nadales; P 
219846941 
al sequenc 
eria; Pseu 


219846356 


seudomonad 
219846209 
uence 

a; Alterom 


265678696 


mamonadace 
265678668 
al sequenc 
ria; Burkh 
265678413 


mamonadace 
265678412 


mamonadace 
265678353 


mamonadace 
228715504 
e 11971 
rkholderia 
219878371 
quence 
bacteria; 


219878218 
sequence 
obacteria; 


2179188 2179282 1 95 gi 


ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy 
ref|NR_025834.1 

3971185 397263 
olderiales; Coma 
ref |NR_029319.1 

78587 79994 
eudomonadales; P 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027192.1 
62 1463368 Marino 
1lteromonadaceae; 
ref|NR_025972.1 
acea 
ref 


e; Pseudomon 
NR_025226.1 


acea 
ref 


e; Pseudomon 
NR_024946.1 


aceae; Pseudomon 
ref|NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 
ref|NR_025947.1 
aceae; Pseudomon 
ref|NR_025799.1 

4020178 402167 
onadales; Altero 


ref|NR_029001.1 
ae; Ottowia. 

ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref|NR_028715.1 


Acidovorax. 
NR_028714.1 


ae; 
ref 


Acidovorax. 
NR_028655.1 


ae; 
ref 


ae; Curvibacter 
ref|NR_027534.1 
31 1198567 Ramlib 
les; Comamonadac 
ref|NR_025510.1 

1480151 148165 


Burkholderiales; 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


219857614 


henchirensis strain TMB834 16S ribosomal RNA, partial sequence 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 

Pseudomonas 

Pseudomonas 
seudomonadaceae; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Marinobacter 

bacter bryozoorum 
Marinobacter. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Pseudomonas 

5 Pseudomonas 

udomonadaceae; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Marinobacter 
2 Marinobacter 
monadaceae; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Alicycliphilus 

2 Alicycliphilus 
Comamonadaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


’ 


ref |NR_025203.1 
2177978 217937 


Ramlibacter 
0 Ramlibacter 


269312 Bacteria_ 
denitrificans str 
denitrificans Bac 
269312 Bacteria_ 


strain CCUG 2113 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

269312 Bacteria_16S 2750210 2750304 1 95 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

269312 Bacteria_16S 2862442 2862536 1 95 gi| 219856883 |ref|NR_024702.1| Curvibacter 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
269312 Bacteria_16S 2972124 2972216 1 93 gi|219846942|ref|NR_026534.1| Pseudomonas 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

269312 Bacteria_16S 3014771 3014865 1 95 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

269312 Bacteria_16S 3795354 3795448 1 95 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

269312 Bacteria_16S 3963590 3963684 1 95 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

269312 Bacteria_16S 3629664 3629756 1 93 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

269312 Bacteria_16S 290104 290198 1 95 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

269312 Bacteria_16S 1193734 1193828 1 95 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

269312 Bacteria_16S 1879315 1879409 1 95 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
269312 Bacteria_16S 1897985 1898079 1 95 gi|219878265|ref|NR_025404.1| Bordetella trematum 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

269312 Bacteria_16S 1947776 1947870 1 95 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

269312 Bacteria_16S 2074486 2074580 1 95 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

269312 Bacteria_16S 2651494 2651588 1 95 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
6a3 16S ribosomal RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

269312 Bacteria_16S 4176595 4176689 1 95 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

269312 Bacteria_16S 4178080 41781741 95 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
269312 Bacteria_16S 4190325 4190419 1 95 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

269312 Bacteria_16S 58834 58926 1 93 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
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strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
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rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
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16S 2353564 2353658 1 
ain 123 16S ribosomal 
teria; Proteobacteria; 
16S 2545551 2545645 1 


95 gi 
RNA, partial seq 
Betaproteobacte 
95 gi 


ue 
ri 


219857492 


219857347 
16S ribosomal RNA, partial sequence 2544276 25457 


nce 


a; Burkh 


ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref |NR_024935.1 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


269312 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


269312 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


269312 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


269312 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


269312 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


269312 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


269312 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


269312 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


269312 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


269312 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; G 


269312 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


269312 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


269312 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


269312 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


269312 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


269312 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


269312 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


459632 459724 1 93 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


471729 471821 1 93 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
493297 493389 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
546731 546823 1 93 gi 

16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
555922 556014 1 93 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
557464 557556 1 93 gi 


ammaproteobacteria; Pseudomonadales; P 
559008 559100 1 93 gi 


ammaproteobacteria; Pseudomonadales; P 
640809 640901 1 93 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
672578 672670 1 93 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


709973 710065 
16S ribosomal RNA, 
ammaproteobacteria; Vibrionales; Vibri 
752151 752243 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
764106 764198 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
785698 785790 1 93 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


a 93 gi 
partial sequence 


822323 822415 1 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
961607 961699 1 93 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
998567 998659 1 93 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1030387 1030479 1 93 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1051896 1051988 1 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Oceanosp 


gi 


269312 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


269312 Bacteria_16S 


strain MBIC3157 1 
Proteobacteria; G 


1145390 1145482 1 93 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 
1154324 1154416 1 


93 gi 


ammaproteobacteria; Vibrionales; Vibri 


269312 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


ce 


nce 
hales; 


265678745 


1 sequence 
Pseud 


ria; 


265678737 


470446 47199 
seudomonad 


265678723 


492024 49353 
Alteromonad 


265678688 
54547 
Enterobac 

265678682 


6S ribosomal RNA, partial sequence 554659 55615 
seudomonad: 


265678681 


6S ribosomal RNA, partial sequence 556201 55769 
seudomonad 


265678680 


6S ribosomal RNA, partial sequence 557743 55923 
seudomonad 


265678624 


639529 64105 
seudomonad 


265678601 
ial sequen 
obacteria; 


265678576 
70866 

onaceae; 

265678545 


750969 75229 


oraxellace 
265678537 


762839 76433 


1lteromonad 
265678522 
1 sequence 
ria; Pseud 


265678498 


821061 82256 


seudomonad 
265678404 

96032 
seudomonad 
265678379 
99729 
hales; Pis 
265678358 
10291 
Pis 
265678343 

10506 
irillales; 
253680760 


quence 
teria; 


Pse 


253680754 


6S ribosomal RNA, partial sequence 1153118 11545 
onaceae; 


P 


1385903 1385995 1 93 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


269312 Bacteria_16S 


1415814 1415906 1 93 gi 


228716834 
equence 


eobacteria 


224581448 


Aliiv 


ref|NR_029050.1 

458401 459808 
omonadales; Pseu 
ref|NR_029042.1 
aceae; Pseudomon 
ref |NR_029028.1 
5 Marinobacter 
aceae; Marinobac 
ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref |NR_028987.1 


acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


acea 
ref 


e; Pseudomon 
NR_028929.1 


aceae; Pseudomon 
ref|NR_028906.1 
ce 671276 672778 
Pseudomonadales 


ref|NR_028881.1 
8 710188 Aliivi 
ibrio. 
ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028826.1 
784432 785869 
omonadales; Pseu 
ref |NR_028801.1 
aceae; Pseudomon 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiacea 
ref |NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref|NR_028645.1 
31 1052062 Marino 
Marinospirillum 
ref|NR_028008.1 
1144133 114556 
udomonadales; Ps 
ref |NR_028002.1 
hotobacterium. 
ref|NR_027556.1 
1384632 138613 
Alteromonadale 


, 


ref 


e: 


Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Marinobacter sediminum 


sediminum Bacteria; 


ter. 

Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 

Pseudomonas 

Pseudomonas 
Pseudomonadaceae; 


’ 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Acinetobacter towneri 
towneri Bacteria; 
bes 

Marinobacter litoralis 


litoralis Bacteria; 


ter. 

Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Marinospirillum 
spirillum insulare 


v 


v 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


NR_027230.1 


Pseudomonas marginalis 


strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


269312 Bacteria_16S 


doudoroffii Bacteria; 
269312 Bacteria_16S 
9187 


269312 Bacteria_16S 


Pseudomonas. 

269312 Bacteria_16S 
strain CMS 35 16S 
Proteobacteria; 
269312 Bacteria_16S 
strain CFBP 2341 
Proteobacteria; 
269312 Bacteria_16S 
strain TO1 16S ri 
Proteobacteria; 
269312 Bacteria_16S 


Gammaproteobacter 
269312 Bacteria_16S 
strain LMG 20546 
Proteobacteria; 

269312 Bacteria_16S 
livingstonensis s 
livingstonensis B 
Shewanella. 
269312 Bacteria_16S 
schindleri strain 
schindleri Bacter 
269312 Bacteria_16S 
DSM 5563 16S ribo 
Gammaproteobacteria; 
269312 Bacteria_16S 
elongatus strain 
elongatus Bacteri 
Microbulbifer. 
269312 Bacteria_16S 


a; 


Bacteria; Proteob 
269312 Bacteria_16S 
strain Ps 9-14 16 
Proteobacteria; 
269312 Bacteria_16S 


umsongensis Bacte 
Pseudomonas. 
269312 Bacteria_16S 
extremorientalis 
extremorientalis 
Pseudomonas. 

269312 Bacteria_16S 
hongkongensis str 
hongkongensis Bac 
269312 Bacteria_16S 


ria; 


costantinii strain CFBP 5705 16S ribosomal RNA, partial 
Gammaproteobacter 


costantinii Bacte 
Pseudomonas. 
269312 Bacteria_16S 
strain L2-TR 16S 
Proteobacteria; 
269312 Bacteria_16S 
lutaoensis strain 
Bacteria; 
269312 Bacteria_16S 
strain CFML 97-39 
Proteobacteria; 
269312 Bacteria_16S 


ria; 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


1455701 1455793 1 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial 


Proteobacteria; 


1496488 1496580 1 
strain TA 4r 16S ribosomal RNA, 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonada 


Cc 


1641791 1641883 1 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 
proteolytica Bacteria; Proteobacteria; Gammaproteobacte 


1644914 1645006 1 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
1695233 1695325 1 
16S ribosomal RNA, partial sequence 1693968 16954 
Gammaproteobacteria; Pseudomonadales; P 
1696777 1696869 1 
bosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
1795446 1795538 1 

15052 16S ribosomal RNA, partial sequence 


Proteobacter 


1888726 1888818 1 
LUH5832 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteri 
1999825 1999917 1 
somal RNA, partial sequence 1998561 2000045 Pragi 
Enterobacteriales; 
2117162 21172541 
DSM 681 
Prot 


0 16S ribosoma 


2138335 2138427 1 
salipaludis strain SM-1 


2220061 2220153 1 
strain KMM 3447 16S ribosomal RNA, parti 
Proteobacteria; 


2230666 2230758 1 


Proteobacteria 
2235219 22353111 


2299233 22993251 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


2303692 2303784 1 


2322019 23221111 


1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


2323571 2323663 1 


eobacteria; Gammaproteobacteria; 
16S ribosomal RNA, partial sequ 
acteria; 


omal RNA, partial sequence 
Gammaproteobacteria; 


93 gi|224581417|ref|NR_027198.1| Oceanimonas 

sequence 1454432 1455915 Oceanimonas 
Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

93 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 
omplete sequence 1495267 1496682 Tolumonas auensis DSM 9187 
les; Aeromonadaceae; Tolumonas. 
93 gi|219878449|ref|NR_025588.1| Pseudomonas 
1640520 1642031 Pseudomonas 


ria; 


93 gi 


93 gi 


93 gi 


93 gi 


93 gi 
on 
93 gi 


ia; Gammaproteobact 


93 gi 
a; 
93 gi 
Enterobacteriac 

93 gi 
1 RNA, partial sequ 


eae; 


93 gi 


93 gi 
P 
93 gi 
ia; 
93 gi 
al 


Gammaproteobac 


93 gi 


; Betaproteobacteri 


gi 


a; 
93 
s 
ia; 
93 gi 
ak 


93 gi 


T5054 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonada 


93 gi 


seud 


93 gi 


strain CFML 97-514 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


219878447 
1643643 16451 


seudomonadaceae; 
219878410 
1695512 16970 
seudomonadaceae; 
219878339 
1794167 1795601 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1796930 1797022 1 
16S ribosomal RNA, partial sequence 1795652 17971 
Gammaproteobacteria; Vibrionales; Vibri 
1847487 1847579 1 
train NF22 16S ribosomal RNA, partial 
acteria; 


219878338 


aceae; 
219878304 
sequence 

eria; Al 


219878273 


Pseudomonadales; 
219878196 


219857657 
ence 
Alteromonada 


219857643 
ence 21370 
Gammaproteobacteria; Alteromonadales; 
2144327 2144419 1 
S ribos 


219857639 
2143068 21445 
Pseudomonadales; 
2145832 2145924 1 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial s 
Gammaproteobacter 


219857586 
teria; 


219857579 
ain HKU1 16S ribosomal RNA, partial sequen 
teria; 
219857576 
equence 


219857531 
2297982 22993 
diomarinac 
219857528 


219857515 


219857514 


Pseudomonadales; 


ref|NR_025586.1 
Pseudomo 


ref|NR_025550.1 


ref 


NR_025549.1 


ref 
o xu 


NR_025478.1 
ii Bacteria; 
ref|NR_025477.1 
Vibrio. 
ref |NR_025443.1 


1846218 184771 
teromonadales; S 


ref|NR_025412.1 
1887472 188893 
Moraxe 
ref |NR_025335.1 
a fontium Bacter 
ae 
ref 
2 


Pragi 
NR_025246.1 
115900 211739 
les; 


ref|NR_025232.1 
73 2138564 Microb 
Alteromonadaceae; 
ref|NR_025228.1 


Pseudomon 
ref|NR_025227.1 

2144573 214602 
Pseudomonadales; Pseud 


NR_025174.1 


sequence 221879 
Pseudomonadales; 


ce 
Neiss 

Pseudomonadales; 

ref 


NR_025119.1 


Idiomarina. 
NR_025116.1 


eae; 
ref 

23024 
les; Alteromonadaceae 
ref|NR_025103.1 

2320764 2322265 P 
omonadaceae; Pseudomon 


Pseudomonadaceae; 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
seudomonadaceae; 
219878411 


nas. 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
Pseudomon 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
Pseudomon 


as. 
Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Acinetobacter 

7 Acinetobacter 
llaceae; Acinetobacter. 
Pragia fontium strain 
ia; Proteobacteria; 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Microbulbifer 
ulbifer salipaludis 
Microbulbifer. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
seudomonadaceae; 
219857638 
equence 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Marinobacter 


04 2303932 Marinobacter lutaoensis 
, 


Marinobacter. 
Pseudomonas brenneri 


seudomonas brenneri Bacteria; 


as. 


ref|NR_025102.1 


Pseudomonas grimontii 


2322316 2323816 Pseudomonas grimontii 


269312 Bacteria_ 


strain GB6 16S r 
Proteobacteria; 


269312 Bacteria_ 


thivervalensis s 
thivervalensis B 
Pseudomonas. 


269312 Bacteria_ 


brassicacearum s 
brassicacearum B 
Pseudomonas. 


269312 Bacteria_ 


strain CIP 10546 
Bacteria; Proteo 


269312 Bacteria_ 


strain CIP 10547 
Proteobacteria; 


269312 Bacteria_ 


strain CIP 10527 
Proteobacteria; 


269312 Bacteria_ 


strain CFML 96-1 
Proteobacteria; 


269312 Bacteria_ 


strain CIP 10466 
Bacteria; Proteo 


269312 Bacteria_ 


strain CIP 10488 
Bacteria; Proteo 


269312 Bacteria_ 


strain CFML 96-1 
Bacteria; Proteo 


269312 Bacteria_ 


strain CIP 10527 
Proteobacteria; 


269312 Bacteria_ 


strain CIP 10546 
Bacteria; Proteo 


269312 Bacteria_ 


thyasirae strain 
thyasirae Bacter 
Thiomicrospira. 


269312 Bacteria_ 


strain ATCC 1352 
Bacteria; Proteo 


269312 Bacteria_ 


stanieri strain 
stanieri Bacteri 
Marinobacterium. 


269312 Bacteria_ 


plecoglossicida 
plecoglossicida 
Pseudomonas. 


269312 Bacteria_ 


minutulum strain 
minutulum Bacter 


269312 Bacteria_ 


jannaschii strai 
jannaschii Bacte 
Marinobacterium. 


269312 Bacteria_ 


strain PCl 16S r 
Proteobacteria; 


269312 Bacteria_ 


strain DSM 11363 
Proteobacteria; 


269312 Bacteria_ 


sulfidovorans st 
sulfidovorans Ba 
Methylophaga. 


269312 Bacteria_ 


thalassica strai 


16S 2428241 2428333 1 93 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 
16S 2521944 2522036 1 93 gi 
train SBK26 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteobac 


gi 


16S 
iG 
a 


2523424 2523516 1 93 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
16S 2556250 2556342 1 93 gi 
9 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2557816 2557908 1 93 gi 
0 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2571575 2571667 1 93 gi 
4 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2580696 2580788 1 93 gi 
98 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2582262 2582354 1 93 gi 
4 16S ribosomal RNA, complete sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2583832 2583924 1 93 gi 
3 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2585401 2585493 1 93 gi 
70 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2596239 2596331 1 93 gi 
3 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2597805 2597897 1 93 gi 
0 16S ribosomal RNA, complete sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2648506 2648598 1 93 gi 
DSM 5322 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteria 
16S 2854698 2854790 1 93 gi 
2 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2867066 2867158 1 93 gi 
ATCC 27130 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 


’ 


16S 2920794 2920886 1 93 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


s 
B 


16S 2928283 2928375 1 93 gi 
ATCC 19193 16S ribosomal RNA, partial 
i: 
16S 2934286 2934378 1 93 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


n 
r 


16S 2975201 2975293 1 93 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 3177914 3178006 1 93 gi 


gi 


G 
16S 
r 
c 


ammaproteobacteria; Pseudomonadales; P 
3300654 3300746 1 93 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


a; Proteobacteria; Gammaproteobacteria; 


219857439 


2427049 24283 


omonadacea 
219857363 


se 
te. 


quen 
ria; 


ce 
Pse 


219857362 


se 
te 


quen 
ria; 


ce 
Pse 


219857340 


na 


2 
dale 


5549 
S; P 


219857339 


se 


2 
udom 


5565 
onad 


219857287 


se 


2 
udom 


5702 
onad 


219857281 


se 


2 
udom 


5794 
onad 


219857280 


na 


2 
dale 


5809 
S; P 


219857279 


na 


2 
dale 


5825 
Ss; P 


219857278 


na 


2 
dale 


5841 
S; P 


219857271 


se 


2 


5949 


udomonad 


219857270 


na 


2 
dale 


5965 
S; P 


219857226 


qu 


, 


ence 
Thio 


tric 


219856888 


na 


2 
dale 


8534 
S; P 


219856880 


eq 


uenc 


e 


Alteromon 


219856843 


as 
ct 


sequ 
eria 


ence 
Ps 


v 


219856838 


se 


’ 


quen 
Ocea 


ce 
nosp 


219856834 


se 
ar 


quen 


ce 


Alteromonad 


219846940 


se 


2973936 29754 
udomonad 


219846803 


se 


16S ribosomal RNA, partial sequence 3176631 31781 
udomonad 


219846721 


qu 
er 


ence 
ia; 


16S 3382948 3383040 1 93 
n ATCC 33146 16S ribosomal RNA, 


gi 


Thio 


ref|NR_025027.1| Oceanimonas baumannii 

44 Oceanimonas baumannii Bacteria; 

e; Oceanimonas. 

ref|NR_024951.1 
2520665 252209 

udomonadales; Ps 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref |NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024854.1 
2647248 264867 
hales; Piscirick 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 

Pseudomonas. 

Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


Pseudomonas savastanoi 

monas Savastanoi 
Pseudomonas. 
Marinobacterium 

5 Marinobacterium 

nadaceae; 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
NR_024699.1 

2865789 286730 
adales; Alteromo 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_024657.1 
2927022 292847 
irillales; Marin 
NR_024653.1 
2933018 293448 
ales; Altero 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Marinobacterium 
0 Marinobacterium 
monadaceae; 


ref|NR_026532.1| Pseudomonas cichorii 
29 Pseudomonas cichorii Bacteria; 
aceae; Pseudomonas. 
ref|NR_026395.1| Pseudomonas graminis 
59 Pseudomonas graminis Bacteria; 
aceae; Pseudomonas. 
ref|NR_026313.1| Methylophaga 

3299393 3300879 Methylophaga 
trichales; Piscirickettsiaceae; 


219846661 


complete sequence 


ref|NR_026253.1| Methylophaga 
3381669 3383157 Methylophaga 


thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Methylophaga. 


269312 Bacteria_16S 


strain ATCC 35842 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
269312 Bacteria_16S 


strain ATCC 43992 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
269312 Bacteria_16S 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacte 
269312 Bacteria_16S 
frigidimarina strain ICP1 16S ribosomal RNA, partial se 


frigidimarina Bac 


269312 Bacteria_16S 
psychrotropica st 
psychrotropica Ba 
269312 Bacteria_16S 


strain 1846 16S 
Proteobacteria; 


pelophila strain 
Bacteria; Proteob 


269312 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


269312 Bacteria_16S 


strain DSS12 16S 
Proteobacteria; 


lipolyticum strai 
Bacteria; Proteob 


269312 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


269312 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


269312 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


269312 Bacteria_16S 


parapertussis str 
parapertussis Bac 


269312 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


269312 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


269312 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


269312 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


269312 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


269312 Bacteria_16S 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 


G 
269312 Bacteria_16S 


G 
269312 Bacteria_16S 


G 
269312 Bacteria_16S 


3384486 3384578 1 93 gi 
16S ribosomal RNA, partial sequence 


3429560 3429652 1 93 gi 
16S ribosomal RNA, partial sequence 

Ss 
gi 


3658693 3658785 1 93 


s 
3660250 3660342 1 93 gi 
teria; Proteobacteria; Gammaproteobact 
3663310 3663402 1 93 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3675456 3675548 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3839386 3839478 1 93 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3906673 3906765 1 93 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


al 


E 


qu 
er 


3951576 3951668 1 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
4003315 4003407 1 93 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 
4057690 4057782 1 93 gi 
TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 
4170419 41705111 93 gi 


gi 
he 


nc 
le 


ne 
na 


ammaproteobacteria; Alteromonadales; Alt 
4191878 41919701 93 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


ue 
ia 


1003124 1003218 1 95 
ibosomal RNA, partial sequence 


gi 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 
3804429 3804523 1 95 gi|219846360|ref|NR_025951.1 
ribosomal RNA, partial sequence 3803146 38046 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
3805943 3806037 1 95 gi|219846359|ref|NR_025950.1 
ain 522 16S ribosomal RNA, partial sequence 3804660 380612 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
3807457 3807551 1 95 gi|219846358|ref|NR_025949.1 
rain Dog 71 16S ribosomal RNA, partial sequence 3806174 380763 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alc 
1836655 1836749 1 95 gi|219878311|ref|NR_025450.1 
ain Chol-1S 16S ribosomal RNA, complete sequence 1835368 183689 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
2649991 2650085 1 95 gi|219857225|ref|NR_024853.1 
ribosomal RNA, partial sequence 2648722 26501 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 
2744512 2744606 1 95 gi|219857158|ref|NR_024786.1 
osomal RNA, partial sequence 2743252 27447 
etaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
3075196 3075290 1 95 gi|219846872|ref|NR_026464.1 
cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferrib 
acteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferr 
482455 482548 1 94 gi|265678730|ref|NR_029035.1 


219846660 


ce 
219846625 


he 
219846466 


aed: 
219846465 
qu 
er 
219846463 
te 
219846454 
3674212 36756 
219846336 


ha 
219846291 


219846258 
3950287 39517 


219846223 


219846182 


219846100 


6S ribosomal RNA, partial sequence 4169129 41706 


219846081 


265678376 
1001834 10033 


ref|NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026058.1 

3657404 365891 
omonadales; She 
NR_026057.1 
3658961 366046 
romonadales; She 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026045.1 


33832 
ricketts 


34282 
wanellac 


equence 
a; Alter 


ence 
ia; Alte 


sequenc 
ria; Alt 


nterobacteriaceae; Panto 
ref|NR_025926.1 
14 3839581 Thiomi 
cirickettsiacea 
NR_025881.1 
1 


e 


38381 
les; Pis 


ence 


ia; Pseu nadales; 


ref |NR_025848.1 


wanellaceae; Shewanella 
ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025772.1 
e 4056429 4057918 Microb 
dales; Alteromonadaceae; 
ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref|NR_025671.1 
190616 419208 
monadales; Alter 


40020 
Vibri 


e 
Ss; 


eromonad 


rs 


nce 
; Altero 


ref |NR_028678.1 


wanellaceae; 


e: 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Shewanella benthica 
ella benthica Bacteria; 


Shewanella 
0 Shewanella 
Shewanella. 
Shewanella 
5 Shewanella 
wanellaceae; 
Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Pantoea ananatis 


Shewanella. 


66 Pantoea ananatis Bacteria; 


ea. 
Thiomicrospira 

crospira pelophila 
Thiomicrospira. 

Pseudomonas 

8 Pseudomonas 

udomonadaceae; 


’ 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Microbulbifer 

ulbifer maritimus 
Microbulbifer. 
Marinobacter excellens 


excellens Bacteria; 


ter. 
Marinobacter 

8 Marinobacter 

omonadaceae; 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 

aligenaceae; Bordetella. 
Sterolibacterium 

8 Sterolibacterium 

yclaceae; 


Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 
Quatrionicoccus 


481171 482647 


Quatrionicoccus 


australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Quatrionicoccus. 


269312 Bacteria_16S 57334 57426 1 93 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

269312 Bacteria_16S 370442 370530 5 93 gi|265678808|ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

269312 Bacteria_16S 419549 419637 5 93 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

269312 Bacteria_16S 491794 491882 5 93 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
strain G-16.1 16S ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

269312 Bacteria_16S 598122 598214 1 93 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
strain BCH 16S ribosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

269312 Bacteria_16S 717725 717817 1 93 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 


strain B43 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
269312 Bacteria_16S 733153 733245 1 93 gi 
6611 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
269312 Bacteria_16S 791826 791918 1 93 

strain Pull 5.3 16S ribosomal RNA, 


E 


Thioc 
gi 


ap 


716437 71796 


nterobac 


265678560 
731878 733268 Thioc 


sa. 


265678518 
complete sequence 790537 79204 


teri 
ref 
apsa 


aceae; Enter 
NR_028864.1 
rosea Bacte 


ref|NR_028821.1 
3  Psychromonas 


8 Enterobacter pyrinus Bacteria; 


obacter. 
Thiocapsa rosea strain 
ria; Proteobacteria; 


Psychromonas arctica 


arctica Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

269312 Bacteria_16S 967821 967909 5 93 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

269312 Bacteria_16S 1152907 1152999 1 93 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

269312 Bacteria_16S 1211991 1212079 5 93 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

269312 Bacteria_16S 1213468 1213556 5 93 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

269312 Bacteria_16S 1214961 1215049 5 93 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

269312 Bacteria_16S 1216441 1216529 5 93 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 


strain Esulfidel 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
269312 Bacteria_16S 1484429 14845175 93 gi 
strain SW32 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
269312 Bacteria_16S 1634248 1634340 1 93 gi 
litoralis strain DSM 15406 16S ribosomal RNA, partial s 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria 
269312 Bacteria_16S 1643353 1643445 1 93 gi 
strain CMS 38 16S ribosomal RNA, partial sequence 


H 


H 


eq 


, 


16S ribosomal RNA, partial sequence 1215201 12166 


alomonad 


219857506 
1483159 14846 


alomonad 


219878454 


uence 
Aeromona 


219878448 
1642082 16435 


acea 
ref 


e; Halomona 
NR_025094.1 


aceae; Kushneria 
ref |NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025587.1 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
269312 Bacteria_16S 1757858 1757950 1 93 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
269312 Bacteria_16S 2030029 20301211 93 gi 
strain DSM 169 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 
269312 Bacteria_16S 2391613 23917015 93 gi 
strain YKJ-16 16S ribosomal RNA, partial sequence 


sy 


ma 


chromona 


219878176 
2028754 20301 


tiaceae; 


219857466 
2390343 23918 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
269312 Bacteria_16S 2608583 2608675 1 93 gi| 219857263 |ref|NR_024894.1 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 260877 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; N 
269312 Bacteria_16S 3117400 3117492 1 93 gi|219846844|ref|NR_026436.1 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 311762 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychr 
Psychromonas. 

269312 Bacteria_16S 3271722 3271814 1 93 gi|219846740|ref|NR_026332.1 


strain ATCC 13313 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


dace 
ref 


ae; Psychrom 
NR_025315.1 


Chr 
ref 


omatium. 
NR_025054.1 


onas. 
Chromatium okenii 


44 Chromatium okenii Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Psychromonas 
9 Psychromonas 
omonadaceae; 


Shigella dysenteriae 


3270447 3271933 Shigella dysenteriae Bacteria; 


Shige 


lla. 


269312 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


269312 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; G 


269312 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


269312 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


269312 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


269312 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


269312 Bacteria_16S 


strain B8 16S rib 
Proteobacteria; B 


269312 Bacteria_16S 


strain B6 16S rib 
Proteobacteria; B 


269312 Bacteria_16S 


limicola strain G 
limicola Bacteria 


269312 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


269312 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


269312 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


269312 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


269312 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


269312 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


269312 Bacteria_16S 


strain ATH 2.2.1 


Proteobacteria; B 


269312 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


269312 Bacteria_16S 


strain R22 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 


269312 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


269312 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


3353859 33539475 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3836314 3836402 5 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3837844 3837932 5 93 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
4056208 4056296 5 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
699848 699934 1 87 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
893507 893601 1 95 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
895042 895136 1 95 gi 


etaproteobacteria; Burkholderiales; Bu 
896577 896671 1 95 gi 


etaproteobacteria; Burkholderiales; Bu 
1549433 15495271 95 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1550899 1550993 1 95 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1830602 1830696 1 95 gi 
olChil 16S ribosomal RNA, complete seq 


, 


Proteobacteria; Betaproteobacteria; 
2308336 2308430 1 95 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2547103 2547197 1 95 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2848470 2848564 1 95 


gi 


gi 


etaproteobacteria; Burkholderiales; Co: 
3270150 3270244 1 95 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; 
3590371 3590465 1 95 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3854519 3854613 1 95 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3962083 3962177 1 95 


gi 


Le 
gi 


Id 
gi 


Le 
gi 


etaproteobacteria; Burkholderiales; Ru 
3965100 3965194 1 95 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
4010879 4010965 1 87 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
42076 42168 1 93 gi 
65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
169864 169956 1 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
172849 172941 1 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 


gi 


gi 


gi 


Vibri 
gi 


Vibri 


269312 Bacteria_16S 


16S ribosomal RNA, partial sequence 892248 89373 


16S ribosomal RNA, partial sequence 893783 89526 


16S ribosomal RNA, partial sequence 895318 89680 


16S ribosomal RNA, partial sequence 2847193 28487 


16S ribosomal RNA, partial sequence 3960828 39622 


168553 16998 


on 


on 


177351 177443 1 93 gi 


leiognathi strain Ll 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


265678948 
171556 17300 


265678945 


aceae; V 


aceae; V 


219846682|ref|NR_026274.1| Halomonas desiderata 
3352589 3354083 Halomonas desiderata Bacteria; 
Halomonadaceae; Halomonas. 
219846338|ref|NR_025928.1| Halomonas halodurans 
3835060 3836533 Halomonas halodurans Bacteria; 
Halomonadaceae; Halomonas. 
219846337|ref|NR_025927.1| Halomonas pacifica 
3836584 3838063 Halomonas pacifica Bacteria; 
Halomonadaceae; Halomonas. 
219846183|ref|NR_025773.1| Halomonas koreensis 
4054980 4056378 Halomonas koreensis Bacteria; 
Halomonadaceae; Halomonas. 
265678583 |ref|NR_028888.1| Thiocystis violascens 
698584 699934 Thiocystis violascens Bacteria; 
matiaceae; Thiocystis. 
265678449 |ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 
rkholderiaceae; Pandoraea. 
265678448 |ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
rkholderiaceae; Pandoraea. 
265678447|ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 
rkholderiaceae; Pandoraea. 
219857245|ref|NR_024875.1| Aquabacterium commune 
1548180 1549595 Aquabacterium commune Bacteria; 
uabacterium. 
219857244|ref|NR_024874.1| Aquabacterium parvum 
1549646 1551061 Aquabacterium parvum Bacteria; 
uabacterium. 
219878316|ref|NR_025455.1| Propionivibrio 
uence 1829317 1830847 Propionivibrio 
Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
219857524|ref|NR_025112.1| Pigmentiphaga kullae 
2307079 2308560 Pigmentiphaga kullae Bacteria; 
caligenaceae; Pigmentiphaga. 
219857346 |ref|NR_024934.1| Hylemonella gracilis 
2545837 2547323 Hylemonella gracilis Bacteria; 
mamonadaceae; Hylemonella. 
219856892|ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
mamonadaceae; Delftia. 
219846741|ref|NR_026333.1| Leptothrix mobilis 
3268876 3270396 Leptothrix mobilis Bacteria; 
ptothrix. 
219846516|ref|NR_026108.1| Ideonella dechloratans 
3589120 3590619 Ideonella dechloratans Bacteria; 
eonella. 
219846326|ref|NR_025916.1| Leptothrix discophora 
3853246 3854730 Leptothrix discophora Bacteria; 
ptothrix. 
219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
78 Rubrivivax gelatinosus Bacteria; 
brivivax. 
219846249 |ref|NR_025839.1| Rhodocyclus tenuis 
3963836 3965295 Rhodocyclus tenuis Bacteria; 
ocyclaceae; Rhodocyclus. 
219846216|ref|NR_025806.1| Idiomarina ramblicola 
4009610 4011068 Idiomarina ramblicola Bacteria; 
diomarinaceae; Idiomarina. 
265679036|ref|NR_029344.1| Vibrio pectenicida 
40774 42243 Vibrio pectenicida Bacteria; 
onaceae; Vibrio. 
265678950|ref|NR_029258.1| Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 
ibrio. 


17604 


ref|NR_029256.1| Vibrio gazogenes 
3 Vibrio gazogenes Bacteria; 
ibrio. 

ref |NR_029253.1| Photobacterium 


8 177513 Photobacterium leiognathi 


269312 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


269312 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


269312 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


269312 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


269312 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


269312 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


269312 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


269312 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


269312 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 
Saccharospirillum 


269312 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


269312 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


269312 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


269312 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


269312 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


269312 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


269312 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


269312 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


269312 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


269312 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


Bacteria; Proteobacteria; Betaproteob 
342220 342312 1 93 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
367418 367510 1 93 gi 
rain F23 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


487086 487178 1 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
488657 488749 1 93 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
516135 516227 1 93 gi 
m strain DSM 15388 16S ribosomal RNA, 

m Bacteria; Proteobacteria; Gammaprote 
578652 578744 1 93 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
605664 605756 1 93 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


93 gi 


645475 645567 1 

al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
690734 690826 1 93 gi 


93 gi 


ammaproteobacteria; Enterobacteriales; 
692286 692378 1 93 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


820812 820904 1 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
987625 987717 1 93 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
989205 989297 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
990785 990877 1 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1010607 1010699 1 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
1065526 1065618 1 93 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1066980 1067072 1 93 gi 


gi 


ammaproteobacteria; Chromatiales; Chro 
1119594 1119686 1 93 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1278113 1278205 1 93 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


269312 Bacteria_16S 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 


265678727 


485792 487320 Vibri 


265678726 
ce 48737 
irillales; 
265678708 
partial se 
obacteria; 
265678667 
ence 57740 
irillales; 
265678648 
ence 60442 
irillales; 


265678621 


644174 645732 Vibri 


265678589 


16S ribosomal RNA, partial sequence 689459 69096 


Enterobac 
265678588 
sequence 

ia; Entero 


265678499 


819558 82101 


Enterobac 
265678386 

98633 
cteriales; 
265678385 


987916 98944 


Enterobac 
265678384 


989496 99101 


Enterobac 
265678371 


1009316 10108 


hewanellac 
265678334 
sequence 
ria; Ocean 
265678333 


6S ribosomal RNA, partial sequence 1065751 10671 


matiaceae; 
228716249 


1118333 11198 


cteriales; 
219846127 
quence 

ia; Altero 


1293178 12932701 93 gi 


228716433 


teria; Alt 


214307 214399 1 93 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
osomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
ammaproteobacteria; Oceanospirillales; Marinomonas. 

249552 249644 1 93 gi| 265678896 |ref|NR_029204.1| Microvirgula 

strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 


acteria; Neisseriales; Neisseriaceae; 
265678830|ref|NR_029135.1| Hydrogenovibrio 
ce 340936 342344 Hydrogenovibrio marinus 
hales; Piscirickettsiaceae; Hydrogenovibrio. 
265678810|ref|NR_029115.1| Idiomarina 
quence 366150 367594 Idiomarina 


eromonadales; Idiomarinaceae; 


ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 
ref|NR_029031.1| Marinomonas 


1 488866 Marinomonas ushuaiensis 


Marinomonas. 

ref|NR_029013.1| Reinekea 

quence 514864 516365 Reinekea 
Reinekea. 

ref|NR_028972.1| Thalassolituus 

5 578770 Thalassolituus oleivorans 
Thalassolituus. 

ref|NR_028953.1| Saccharospirillum 

0 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 
ref|NR_028926.1| Vibrio lentus strain 

o lentus Bacteria; Proteobacteria; 


ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref |NR_028893.1| Buttiauxella 

691014 692520 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref|NR_028802.1| Kluyvera intermedia 
0 Kluyvera intermedia Bacteria; 
teriaceae; Kluyvera. 
ref|NR_028688.1| Citrobacter murliniae 
6 987865 Citrobacter murliniae 
Enterobacteriaceae; Citrobacter. 
ref|NR_028687.1| Citrobacter braakii 
5 Citrobacter braakii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028686.1| Citrobacter sedlakii 
7 Citrobacter sedlakii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028673.1| Shewanella algae 
53 Shewanella algae Bacteria; 
eae; Shewanella 
ref |NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref |NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref|NR_027549.1| Escherichia fergusonii 
05 Escherichia fergusonii ATCC 35469 
Enterobacteriaceae; Escherichia. 
ref|NR_025717.1] Thalassomonas 
1276861 1278268 Thalassomonas 
monadales; Colwelliaceae; Thalassomonas. 
ref|NR_027551.1| Marinobacter 
1291904 1293412 Marinobacter 


Marinomonas 
0 Marinomonas 
rinomonas. 
Rheinheimera pacifica 
pacifica Bacteria; 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


269312 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


269312 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


269312 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; G 


269312 Bacteria_16S 


strain KMM 227 16 
Proteobacteria; G 


269312 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


269312 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


269312 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


269312 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


269312 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


269312 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


269312 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; G 


269312 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


269312 Bacteria_16S 


strain LMG 20362 


Proteobacteria; G 


269312 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


G 
269312 Bacteria_16S 
strain ATCC 33508 16S ribosomal RNA, p 
Ga. 


1343553 1343645 1 93 


gi 


1355784 1355876 1 93 


gi 


costicola Bacteria; Proteobacteria; 
1382850 1382942 1 93 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1546419 15465111 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1547934 1548026 1 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1571767 1571859 1 93 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1608620 1608712 1 93 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


gi 


1660158 1660250 1 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1667838 1667930 1 93 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1672443 1672535 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1709055 1709147 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1737928 1738020 1 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1756295 1756379 9 93 gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1777309 1777401 1 93 gi 


ammaproteobacteria; Vibrionales; Vibri 
1784862 1784946 9 93 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


269312 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; G 


269312 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


269312 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


269312 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


269312 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; G 


269312 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


269312 Bacteria_16S 


strain S$1/1-984 1 
Proteobacteria; G 


269312 Bacteria_16S 


1793891 1793983 1 93 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1990567 1990659 1 93 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


1992115 1992207 1 93 


gi 


16S ribosomal RNA, partial sequence 1990842 19923 


ammaproteobacteria; Enterobacteriales; 
1993658 1993750 1 93 gi 


6S ribosomal RNA, partial sequence 1992387 19938 


ammaproteobacteria; Enterobacteriales; 
2004427 2004519 1 93 gi 


6S ribosomal RNA, partial sequence 2003168 20 


ammaproteobacteria; Enterobacteriales; 
2005971 2006063 1 93 gi 


6S ribosomal RNA, partial sequence 2004699 20 


ammaproteobacteria; Enterobacteriales; 
2007517 2007609 1 93 gi 


6S ribosomal RNA, partial sequence 2006247 20 


ammaproteobacteria; Enterobacteriales; 
2009061 2009153 1 93 gi 


somal RNA, partial sequence 1342254 1343799 Ferri 
ammaproteobacteria; Alteromonadales; F 


1381574 13830 


1545151 15466 


1546665 15481 


1658880 16603 


1671187 16725 
1707781 17092 
1736673 17381 
Oleispira. 


6S ribosomal RNA, partial sequence 1755010 17565 


16S ribosomal RNA, partial sequence 1776030 17774 


1792623 17941 


228721107 


errimonada 
228720264 


mmaproteob 
228717104 


diomarinac 
219857261 


diomarinac 
219857260 


diomarinac 
219878156 
al sequenc 
teria; Aer 
219878471 
quence 

teria; Alt 


219878435 


onaceae; G 
219878430 
16665 
Enterobac 
219878427 


Enterobac 
219878402 


matiaceae; 
219878383 


219878369 


Halomonad 
219878352 


onaceae; V 
219878347 
17835 
Halomonad 
219878340 


onaceae; V 
219878202 
al sequenc 
teria; Ent 


219878201 


Enterobac 
219878200 


Enterobac 
219878193 
046 

Enterobac 
219878192 
061 

Enterobac 
219878191 
077 
Enterobac 


artial seq 


Ferrimonas balearica 
DSM 9799 Bacteria; 


ref 
mona 
ceae 

ref 
uenc 
acte 


NR_027602.1 
s balearica 
; Ferrimonas 
NR_027590.1 
e 135446 
ria; Vibrion 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 08145 Bacteria; 
eae; Idiomarina. 
ref|NR_024892.1| Idiomarina zobellii 
14 Idiomarina zobellii Bacteria; 

eae; Idiomarina 
ref|NR_024891.1| Idiomarina abyssalis 
29 Idiomarina abyssalis Bacteria; 

eae; Idiomarina 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
NR_025610.1 
1607365 160881 
eromonadales; Sh 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 

Shewanella 
2 Shewanella 
ewanellaceae; 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 
rimontia. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Escherichia. 
ref|NR_025566.1| Enterobacter cowanii 
48 Enterobacter cowanii Bacteria; 
teriaceae; Enterobacter. 
ref|NR_025541.1| Rheinheimera baltica 
61 Rheinheimera baltica Bacteria; 
Rheinheimera. 
ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas. 
ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 
ibrio. 
ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025479.1| Vibrio pacinii strain 
16 Vibrio pacinii Bacteria; 

ibrio. 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 


Halomonas muralis 
nas muralis Bacteria; 


Serratia 
1 Serratia 
Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref|NR_025339.1| Serratia fonticola 
76 Serratia fonticola Bacteria; 
teriaceae; Serratia. 

ref |NR_025332.1| Budvicia aquatica 

48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 

ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 


219878190 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


ref|NR_025329.1| Buttiauxella 
2007792 2009295 Buttiauxella 


269312 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain CIP 105259 


Proteobacteria; 


mediterranea MMB- 


269312 Bacteria_16S 


strain CDC 0876-5 


Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
269312 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; 


Bacteria; 


strain SM2-1 16S 
Proteobacteria; 


marinintestina st 
marinintestina Ba 
Shewanella. 


269312 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; 


strain ATCC15947 
Bacteria; Proteob 


269312 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


269312 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


269312 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


269312 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


multiglobuliferum 
multiglobuliferum 


269312 Bacteria_16S 


strain JCM1237 16 
Proteobacteria; G 


269312 Bacteria_16S 


strain JCM1234 16 
Proteobacteria; G 


269312 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


269312 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


269312 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


269312 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


G 
269312 Bacteria_16S 
strain 63 16S rib 
G 
269312 Bacteria_16S 
venustensis strai 
Proteob 
269312 Bacteria_16S 


G 
269312 Bacteria_16S 
mediterranea strain MMB1 16S ribosomal RNA, 


G 
269312 Bacteria_16S 
subterraneus stra 
Proteob 
269312 Bacteria_16S 


G 
269312 Bacteria_16S 


G 
269312 Bacteria_16S 


2010620 2010712 1 93 


gi 
ammaproteobacteria; Enterobacteriales; 
2092777 2092869 1 93 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2264338 2264430 1 93 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2562442 2562534 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2586979 2587071 1 93 gi 
complete se 
Proteobacteria; Gammaprote 
2636125 2636217 1 93 gi 
8 16S ribosomal RNA, partial sequence 


1 Bacteria; 


2637689 2637781 1 93 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2675491 2675583 1 93 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
2734162 2734254 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2737142 2737234 1 93 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


E 


r. 


he 


te 


2741499 2741591 1 93 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2763745 2763837 1 93 gi 


gi 


acteria; Gammaproteobacteria; Enterobact 
2765261 2765353 1 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766777 2766869 1 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2856268 2856360 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2893277 2893369 1 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2935794 2935886 1 93 gi 
strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
2950970 2951062 1 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2952471 2952563 1 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2961380 2961472 1 93 gi 
al RNA, partial sequence 
ia; Alteromonadales; Colwelliaceae; 
3227946 3228038 1 93 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3273260 3273352 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3320417 3320505 5 93 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


E 


E 


E 


on 


ar 


ba 


E 


E 


Co 
gi 


lw 


on 


E 


eq 
ct 


E 


he 


en 
ir 
219857336 
25611 
udomonad 
219857277 
qu 
ob 
219857234 


se 


ct 


219857233 


2732909 27 


2740223 27 


16S ribosomal RNA, partial sequence 2762542 27 


219878189 
6S ribosomal RNA, partial sequence 2009346 20108 
nterobac 
219878128 
2091488 20930 
wanellac 
219857557 
ce 22630 


illales; 


ence 
acteria; 


26348 
eriales; 


26364 


ce 26742 


219857165 


343 


wanellac 


219857163 
eq 


uence 
ria; 


219857160 


416 
eromo 


639 


eriales; 


219857141 
2763991 27 


654 


nterobac 


219857140 
2765507 27669 


nterobac 


219856887 


28549 
nterobac 


219856861 
2892009 28935 
Vv 
219856833 


aceae; 


tial seq 
cteria; 


219856823 
2949709 29511 


nterobac 


219856822 
2951208 29526 


nterobac 


219856816 
2960112 2961625 Colwe 


ellia. 


219846769 
3226672 32281 


aceae; V 


219846739 


32719 
nterobac 


219846706 


uence 


eria; Oc 


269312 Bacteria_16S 


3386016 33861045 93 


gi 


nterobac 
219857206 
en 


Alt 


nad 
219857142 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref|NR_025267.1 


eae; Shewanella. 
ref|NR_025145.1 
50 2264581 Alcan 
Alcanivoracace 
ref |NR_024924.1 
68 2562680 Pseud 
aceae; Pseudomo 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024862.1 
42 2636362 Citro 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024834.1 
15 2675666 Thioba 
ref |NR_024793.1 
eae; Shewanella. 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 
ref|NR_024788.1 
aceae; Agarivora 
ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref |NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref |NR_024680.1 


ibri 
ref 
uenc 
Ocea 
ref 


oO. 
NR_024652.1 
e 293453 
nospirillale 
NR_024642.1 


teriaceae; Enter 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref |NR_024635.1 
llia maris Bacte 
ref |NR_026361.1 
ibrio. 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026298.1 

3319157 332063 


eanospirillales; 


219846659 


marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 


i 
a 


O: 
n 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Pseudomonas mosselii 

monas mosselii Bacteria; 

as. 
Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Citrobacter werkmanii 

acter werkmanii 

eae; Citrobacter. 
Citrobacter farmeri 

acter farmeri Bacteria; 

bacter. 

Thiobacter 

cter subterraneus 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
ewanellaceae; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Pseudomonas flectens 
monas flectens Bacteria; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Oceanospirillum 

1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Enterobacter amnigenus 


57 Enterobacter amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Colwellia maris strain 
ria; Proteobacteria; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Shigella flexneri 
la flexneri Bacteria; 
lla. 

Halomonas 

3 Halomonas 
Halomonadaceae; 


ref |NR_026251.1 
3384746 338616 


Chromohalobacter 
8 Chromohalobacter 


marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceano 
Chromohalobacter. 

269312 Bacteria_16S 3387489 3387577 5 93 gi|219846658 
strain ATCC 49336 16S ribosomal RNA, partial sequence 33862 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


269312 Bacteria_16S 3560082 3560174 1 93 gi| 219846536 
strain ATCC 15338 16S ribosomal RNA, partial sequence 35587 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


269312 Bacteria_16S 3561597 3561689 1 93 gi| 219846535 
strain 717 16S ribosomal RNA, partial sequence 3560299 35617 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


269312 Bacteria_16S 3566083 3566175 1 93 gi| 219846532 
strain ATCC 14048 16S ribosomal RNA, partial sequence 35647 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
269312 Bacteria_16S 3567589 3567681 1 93 gi| 219846531 
strain NS 16S ribosomal RNA, partial sequence 3566301 35677 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
269312 Bacteria_16S 3569094 3569186 1 93 gi| 219846530 
strain ATCC 35912 16S ribosomal RNA, partial sequence 35678 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
269312 Bacteria_16S 3613222 36133141 93 gi|219846497 
strain : CIP 7430 16S ribosomal RNA, partial sequence 36119 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 
269312 Bacteria_16S 3669429 3669521 1 93 gi| 219846458 
strain HK 204 16S ribosomal RNA, partial sequence 3668184 36696 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


269312 Bacteria_16S 3750134 3750226 1 93 gi|219846401 
strain A089 16S ribosomal RNA, partial sequence 3748871 37503 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
269312 Bacteria_16S 3984002 3984094 1 93 gi| 219846236 


strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 39841 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
269312 Bacteria_16S 4009345 4009437 1 93 gi|219846217 
strain 848 16S ribosomal RNA, partial sequence 4008054 40095 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 
269312 Bacteria_16S 4019899 4019991 1 93 gi| 219846210 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 


spirillales; Halomonadaceae; 


ref|NR_026250.1| Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 


ref|NR_026128.1| Vibrio proteolyticus 
84 3560248 Vibrio proteolyticus Bacteria; 


ref|NR_026127.1| Vibrio orientalis 
64 Vibrio orientalis Bacteria; 


ref|NR_026124.1| Vibrio natriegens 
85 3566250 Vibrio natriegens Bacteria; 
ibrio. 
ref|NR_026123.1| Vibrio diazotrophicus 
56 Vibrio diazotrophicus Bacteria; 
ibrio. 
ref|NR_026122.1| Vibrio cincinnatiensis 
07 3569262 Vibrio cincinnatiensis 
onaceae; Vibrio. 
ref|NR_026089.1| Aeromonas bestiarum 
33 3613434 Aeromonas bestiarum Bacteria; 
e; Aeromonas. 
ref|NR_026049.1| Erwinia persicina 
39 Erwinia persicina Bacteria; 
teriaceae; Erwinia. 
ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 
ibrio. 
ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 
eae; Idiomarina. 
ref|NR_025807.1] Aeromonas molluscorum 
59 Aeromonas molluscorum Bacteria; 
e; Aeromonas. 
ref|NR_025800.1| Marinobacter 
4018632 4020127 Marinobacter 


daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 
269312 Bacteria_16S 4030577 4030669 1 93 gi| 219846203 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 40308 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
269312 Bacteria_16S 4179651 4179743 1 93 gi|219846094 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 41798 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


269312 Bacteria_16S 4187270 4187362 1 93 gi|219846085 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 41874 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
269312 Bacteria_16S 4246219 42463111 93 gi| 219722938 


strain U 5/41 16S ribosomal RNA, partial sequence 4244934 42463 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
269312 Bacteria_16S 589161 589255 1 95 gi| 265678660 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 58931 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
269312 Bacteria_16S 754967 755061 1 95 gi| 265678543 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 75371 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


269312 Bacteria_16S 1180184 1180278 1 95 gi|228717704 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitro 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomona 
269312 Bacteria_16S 1373822 1373916 1 95 gi| 228717983 


strain MT1-641 16S ribosomal RNA, partial sequence 1372563 13740 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
269312 Bacteria_16S 1387408 1387502 1 95 gi| 228716754 
strain STM815 16S ribosomal RNA, partial sequence 1386182 13876 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
269312 Bacteria_16S 1552367 1552461 1 95 gi| 219857243 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 15511 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aq 


ref|NR_025793.1| Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 
eae; Shewanella. 
ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 
eae; Shewanella. 


ref|NR_025675.1| Vibrio superstes 
86 Vibrio superstes Bacteria; 
ibrio. 

ref|NR_024570.1| Escherichia coli 


83 Escherichia coli Bacteria; 

teriaceae; Escherichia. 

ref|NR_028965.1| Burkholderia tropica 
0 Burkholderia tropica Bacteria; 

ceae; Burkholderia. 

ref|NR_028847.1| Cardiobacterium 

9 755211 Cardiobacterium valvarum 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_027566.1| Nitrosomonas eutropha 
somonas eutropha C91 Bacteria; 

daceae; Nitrosomonas. 

ref|NR_027569.1| Burkholderia unamae 

50 Burkholderia unamae MTI-641 Bacteria; 
ceae; Burkholderia. 

ref|NR_027555.1| Burkholderia phymatum 
16 Burkholderia phymatum STM815 
rkholderiaceae; Burkholderia. 
ref|NR_024871.1| Aquabacterium 

12 1552529 Aquabacterium citratiphilum 
uabacterium. 


269312 Bacteria_16S 1623635 1623729 1 95 gi| 219878461 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkh 


ref|NR_025600.1] Sutterella 
1622384 1623838 Sutterella 
olderiales; Alcaligenaceae; Sutterella. 


269312 Bacteria_16S 


margaritifer strain N2-214 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


margaritifer Bacteria; 
Tepidiphilus. 
269312 Bacteria_16S 
strain LMG 20536 


269312 Bacteria_16S 
strain L1/68 16S 


269312 Bacteria_16S 
strain IPT10 16S 


269312 Bacteria_16S 


strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 24116 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 


269312 Bacteria_16S 
pelophilus strain 


269312 Bacteria_16S 


saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 
saccharophila Bacteria; 


269312 Bacteria_16S 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 
thermoluteolus Bacteria; 


Hydrogenophilus. 
269312 Bacteria_16S 


dicarboxylicus strain CreMall 16S ribosomal RNA, partial 
dicarboxylicus Bacteria; 


Propionivibrio. 
269312 Bacteria_16S 
caribensis strain 


269312 Bacteria_16S 


hominis strain 6573 16S ribosomal RNA, partial sequence 


Bacteria; 
269312 Bacteria_16S 
strain CLN-1 16S 


269312 Bacteria_16S 
succinatimandens 
succinatimandens 
Petrobacter. 

269312 Bacteria_16S 


strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 


269312 Bacteria_16S 
strain 1H 9 16S 


269312 Bacteria_16S 
buryatense strain 
Bacteria; 
269312 Bacteria_16S 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial 
quisquiliarum Bacteria; 


Methylosarcina. 
269312 Bacteria_16S 


strain AML-C10 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


269312 Bacteria_16S 
nigripulchritudo 
nigripulchritudo 
269312 Bacteria_16S 


strain ThSch 12 16S ribosomal RNA, partial sequence 702960 70436 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


269312 Bacteria_16S 
halophila strain 
Bacteria; 
269312 Bacteria_16S 


Bacteria; 


Bacteria; 


1687466 1687560 1 
Proteobacteria; 


1798485 1798577 1 


1927981 19280715 


2330972 2331066 1 


2411402 2411496 1 


2646986 2647080 1 


2850027 2850121 1 


Proteobacteria; 
2919265 2919359 1 


Proteobacteria; 
3055807 3055901 1 
Proteobacteria; 


3078249 3078343 1 


3828939 3829033 1 


4082057 4082151 1 


4122808 4122902 1 


4194922 4195016 1 


215830 215918 5 


2278178 2278267 4 


2412974 2413063 4 
Proteobacteria; 


2414538 2414627 4 


3563117 3563209 1 


704242 704334 1 


734575 734667 1 


992356 992448 1 


Proteobacteria; 


95 


93 


16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


95 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


95 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


95 


95 


asp 66 16S ribosomal RNA, partial sequence 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 


95 


Betaproteobacteria; 


95 


Betaproteobacteria; 


95 


Betaproteobacteria; 


95 


MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkhold 


95 


Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


95 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 


95 


strain 4BON 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


95 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


93 


5B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 


93 


Gammaproteobacteria; Meth 


93 


93 


strain 164 16S ribosomal RNA, partial 
Proteobacteria; 


93 


93 


4270 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


93 


Gammaproteobacteria; V 


gi|219878417 


gi|219878337 


gi|219878243 
1926697 19282 


gi| 219857509 
2329695 23312 


gi| 219857453 


gi| 219857227 
Rhodocyc 
gi| 219856891 
Burkh 
gi| 219856844 
Hydr 


219846885 
sequence 
Rhod 


gi 


gi|219846870 


219846344 
38276 


gi 
gi|219846165 
4080799 40822 
gi|219846135 


Rh 


gi|219846079 


gi| 265678919 
214535 21600 
Halomonad 
219857548 
22768 


gi 


219857452 
sequence 


gi 


gi|219857451 
2413261 24147 


219846534 
sequence 


gi 
gi|265678580 


265678559 
73331 


gi 


265678383 


Hydrogenophilales; 


Chromatiaceae; 


ref|NR_025556.1 
1686206 168766 


ref |NR_025476.1 


ref|NR_025382.1 


ref|NR_025097.1 
ceae; Burkholder 
ref|NR_025041.1 


ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref |NR_024663.1 
2918000 291946 
ogenophilales; H 


NR_026477.1 
3054533 305602 
ocyclales; Rhodo 


NR_026462.1 
3076975 307840 
eriales; Burkhol 
NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_025755.1 


ref|NR_025725.1 

4121524 412305 
odocyclales; Rho 
ref|NR_025669.1 


Kerstersia. 
NR_029227.1 


ae; 
ref 


aceae; 
ref |NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025040.1 

2411699 241321 
ylococcales; Met 
ref|NR_025039.1 
aceae; Methylosa 
ref|NR_026126.1 

3561815 356324 
ibrionales; Vibr 
ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref|NR_028863.1 
9 734742 Thioha 
Thioh 


ref 


gi 


Tepidiphilus 
1 Tepidiphilus 


Hydrogenophilaceae; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 
Ignatzschineria. 


Burkholderia sacchari 


17 Burkholderia sacchari Bacteria; 


ia. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 
Halomonas. 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylosarcina 

0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 

Vibrio 

8 Vibrio 

ionaceae; Vibrio. 
Lamprocystis purpurea 


purpurea Bacteria; 


Thiohalocapsa 

locapsa halophila 
alocapsa. 

Citrobacter rodentium 


NR_028685.1 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


269312 Bacteria_16S 
chilensis strain 
Bacteria; 
269312 Bacteria_16S 
sarecensis strain 
Bacteria; 
269312 Bacteria_16S 
canadensis strain 


Chromohalobacter. 
269312 Bacteria_16S 


1000079 1000171 1 


1276626 12767145 


1865642 1865730 5 


1967517 1967609 1 


93 


Ch-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


93 


LV4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


93 


93 


strain BM5 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


269312 Bacteria_16S 


strain DSM 176 16S ribosomal RNA, 


2025494 2025586 1 


93 


265678378 
99880 


gi 


219846179 
12753 


gi 


gi|219878291 


ATCC 43984 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; 


gi|219878217 
1966261 19677 


gi|219878179 


complete sequence 2024259 20257 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


269312 Bacteria_16S 


roseopersicina strain DSM 229 16S ribosomal RNA, partial 
roseopersicina Bacteria; 


269312 Bacteria_16S 


2062300 2062392 1 


Proteobacteria; 
2457050 2457142 1 


93 


93 


gi|219878149 


gi|219857413 


Pis 


sequence 
Gammaproteobacteria; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 


salmonicida subsp. pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 


Aeromonadaceae; 
269312 Bacteria_16S 
strain CE2203 16S 


3173319 31734111 


93 


ribosomal RNA, partial sequence 


gi|219846806 
3172065 31735 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


269312 Bacteria_16S 
marinum DSM 5261 


3388998 3389090 1 


93 


gi|219846653 


16S ribosomal RNA, partial sequence 3387742 33891 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


269312 Bacteria_16S 


3587283 3587375 1 


93 


strain JB13 16S ribosomal RNA, partial sequence 


269312 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 

269312 Bacteria_16S 
pratensis strain 
Bacteria; 
269312 Bacteria_16S 


strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

269312 Bacteria_16S 165195 165281 9 95 gi| 265678953 |ref|NR_029261.1 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactoba 
269312 Bacteria_16S 175866 175958 1 93 gi|265678946|ref|NR_029254.1 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

269312 Bacteria_16S 206525 206619 1 95 gi|265678926|ref|NR_029234.1 


equigenitalis strain N480/82 16S ribosomal RNA, partial 
equigenitalis Bacteria; 


269312 Bacteria_16S 


Bacteria; 


3892927 38930155 


4085120 4085212 1 


3558602 3558694 1 


Proteobacteria; 
1012154 1012240 1 


93 


strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


93 


F31 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Methylophilales; 


93 


Betaproteobacteria; 


87 


strain SB2B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


269312 Bacteria_16S 


strain UR/MT95 16S ribosomal RNA, partial sequence 


1267707 1267801 1 


95 


gi|219846518 
3585997 35874 


gi| 219846300 


ref 


ref 


ref 


ref 


complete sequence 


Gammaproteobacteria; 


219846163 
40838 


gi 


gi|219846537 


sequence 


gi| 265678370 
1010904 10123 


gi|219846423 
1266430 12679 


ref 


ref 


ref 


eae; 
ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae 


269312 Bacteria_16S 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial 
asinigenitalis Bacteria; 


269312 Bacteria_16S 


2576298 2576392 1 


Proteobacteria; 
2619442 2619536 1 


95 


Betaproteobacteria; 


95 


strain CKB 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


269312 Bacteria_16S 
pedioforme strain 


269312 Bacteria_16S 


3150438 3150530 1 


3221907 32220011 


93 


95 


219857284 
sequence 


gi 
gi| 219857253 
2618180 26196 


gi| 219846822 


DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; 


gi| 219846773 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 


Bacteria; 
269312 Bacteria_16S 


3223426 32235201 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


95 


gi|219846772 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Janthinobacterium. 


ref 


ref 


De 


ref 


ref 


ref 


0 1000269 Thiomi 
cirickettsiaceae 


63 1276810 Chromo 
Halomonadaceae; 


1864353 186588 
Oceanospirillales; 


08 Isochromatium 
Isochromatium. 


2061023 206241 
Chromatiales; Chromatiaceae; Lamprocystis. 


56 Methylomonas 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomo 


Oceanospirillale 


73 4085273 Methyl 
Methyl 


205252 206750 
Burkholde 


2575008 257651 
Burkholderiales; Alc 


85 Dechloromonas 
3149167 315062 
Chromatiale 


51 3222119 Janthi 
Oxalobacteraceae; 


NR_028680.1 


NR_025769.1 


NR_025430.1 
Halo: 


NR_025356.1 


NR_025318.1 


NR_025288.1 


NR_025001.1 
245578 


NR_026398.1 


NR_026245.1 


NR_026110.1 


NR_025890.1 
389163 
NR_025753.1 


ophilaceae; 
NR_026129.1 


riales; Alca 
NR_028672.1 


Shewanella. 
NR_026014.1 


; Massilia. 
NR_024915.1 
NR_024884.1 


chloromonas. 
NR_026414.1 


s; Chromatia 
NR_026365.1 


Thiomicrospira 
crospira chilensis 
; Thiomicrospira. 
Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 
Thiocapsa. 


Isochromatium buderi 
buderi Bacteria; 


Lamprocystis 
5 Lamprocystis 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Gammaproteobacteria; Aeromonadales; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatiu 


m. 
Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Halomonas 

6 3893166 Halomonas 

s; Halomonadaceae; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Vibrio tubiashii 
tubiashii Bacteria; 


Lactobacillus 
Lactobacillus 
cillus. 

Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Taylorella 
Taylorella 

ligenaceae; Taylorella. 
Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Massilia timonae 


23 Massilia timonae Bacteria; 


Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Dechloromonas agitata 
agitata Bacteria; 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 


NR_026364.1 


Janthinobacterium 


3222170 3223638 Janthinobacterium 


269312 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


borkumensis strai 
Bacteria; Proteob 


strain 50 16S rib 
Proteobacteria; G 


398 16S ribosomal 
Gammaproteobacter 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


269312 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 
JB103 16S ribosomal RNA, partial sequ 


aurantiaca strain 
Bacteria; Proteob 


269312 Bacteria_16S 
in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


whittenburyi stra 


Methylococcaceae; 


269312 Bacteria_16S 


strain A30 16S ri 


strain 40 16S rib 
Proteobacteria; G 


269312 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


strain TF-27 16S 


Proteobacteria; G 


269312 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


269312 Bacteria_16S 


albertensis strai 
albertensis Bacte 


Acidithiobacillus. 
269312 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


strain Mll 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


269312 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


269312 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


269312 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; G 


269312 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; G 


3973942 3974036 1 95 gi 


48105 48197 1 93 gi 


171340 171432 1 
osomal RNA, partial sequence 


93 gi 


174358 174450 1 
RNA, partial sequence 


93 gi 


180338 180430 1 93 gi 


eria; Proteobacteria; 


191133 191225 1 93 
bosomal RNA, partial sequence 


gi 


192643 192735 1 93 gi 
acteria; Gammaproteobacteria; Methyloc 
194153 194245 1 93 gi 


Methylobacter. 
197174 197266 1 93 
bosomal RNA, partial sequence 


gi 


223465 223541 17 

osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
391762 391854 1 93 gi 


93 gi 


435061 435153 1 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
517698 517790 1 93 gi 
thracensis strain 39-8 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 


563630 563722 1 93 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


616498 616590 1 93 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
628628 628720 1 93 gi 
bosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 


269312 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


269312 Bacteria_16S 


749401 749493 1 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
750776 750868 1 93 gi 


gi 


16S ribosomal RNA, partial sequence 3972687 39741 
etaproteobacteria; Burkholderiales; Ox 
269312 Bacteria_16S 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
269312 Bacteria_16S 
170036 17150 
ammaproteobacteria; Vibrionales; Vibri 
269312 Bacteria_16S 
173054 174520 Vibri 
ia; Vibrionales; Vibrionaceae; Aliivib 
269312 Bacteria_16S 
in IMV-B-3037 16S ribosomal RNA, parti 
Gammaproteobacte 


189853 19130 
ammaproteobacteria; Methylococcales; M 


195893 19735 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 
269312 Bacteria_16S 
222148 22363 


n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
269312 Bacteria_16S 
433793 43528 


615203 61674 


627341 62884 


ammaproteobacteria; Enterobacteriales; Enterobac 
663401 663493 1 93 gi| 265678607 
ribosomal RNA, partial sequence 662137 66364 
ammaproteobacteria; Enterobacteriales; Enterobac 
711531 711623 1 93 gi| 265678575 

16S ribosomal RNA, partial sequence 71023 
ammaproteobacteria; Alteromonadales; Moritellace 
722369 722461 1 93 gi| 265678567 
ribosomal RNA, partial sequence 721087 72261 
ammaproteobacteria; Enterobacteriales; Enterobac 
746651 746743 1 93 gi| 265678549 
ibosomal RNA, partial sequence 745469 74679 
ammaproteobacteria; Pseudomonadales; Moraxellace 
748026 748118 1 93 gi| 265678548 


746844 74816 
ammaproteobacteria; Pseudomonadales; M 


748219 74954 


219846243 


alobactera 
265679032 
nce 46828 
irillales; 
265678949 


onaceae; V 
265678947 


rio. 

265678943 
al sequenc 
ria; Methy 


265678936 


ethylococc 
265678935 
ence 19135 
occales; M 
265678934 
NA, partia 


265678932 


ethylococc 
265678914 


onaceae; V 
265678794 
ce 39048 
riales; Bu 
265678765 


hewanellac 


265678707 
RNA, comp 


265678677 
sequence 
ia; Acidit 


265678641 


onaceae; V 
265678633 


oraxellace 
265678547 


oraxellace 


ref|NR_025833.1 


ceae; Duganella 
ref |NR_029340.1 

48321 Alcani 
Alcanivoracacea 
ref|NR_029257.1 


ibri 
ref 
oO £1 


oO. 
NR_029255.1 
scheri Bacte 


ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 
ref|NR_029244.1 
aceae; Methylomi 
ref|NR_029243.1 
7 192822 Methyl 
ethylococcaceae; 
ref |NR_029242.1 
1 sequence 


ref|NR_029240.1 


acea 
ref 


e; Methylomi 
NR_029222.1 


ibrio. 
ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref |NR_029070.1 


Shewanella. 
NR_029012.1 
sequence 


eae; 
ref 
lete 


NR_028982.1 
562358 563851 
hiobacillales; A 
ref |NR_028946.1 


ibri 
ref 


oO. 
NR_028938.1 


teriaceae; Morga 
ref |NR_028912.1 
7 Enterobacter 
teriaceae; Enter 
ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 
ref |NR_028871.1 


teriaceae; Photo 
ref |NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 


265678546 


tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Methylococcus 
Methylococcus 


ylococcaceae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylomonas 
omonas aurantiaca 
Methylomonas. 
Methylobacter 
192873 194334 
Methylococcales; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Moritella viscosa 
lla viscosa Bacteria; 


Photorhabdus temperata 


2 Photorhabdus temperata Bacteria; 


rhabdus. 

Acinetobacter tandoii 
tandoii Bacteria; 

ve 

Acinetobacter gerneri 
gerneri Bacteria; 

ry 

Acinetobacter bouvetii 
bouvetii Bacteria; 

ry 


ref|NR_028850.1 
749594 750918 


Acinetobacter 
Acinetobacter 


tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Acinetobacter. 
269312 Bacteria_16S 


strain B2 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


269312 Bacteria_16S 
VR1 16S ribosomal 


269312 Bacteria_16S 
strain 12993 16S 


269312 Bacteria_16S 


753526 753618 1 


770232 770324 1 


RNA, partial sequence 


819307 819399 1 


842230 842321 1 


93 


sequence 
Pseudomonadales; Moraxellace 


93 


gi 


265678544 


752344 75366 


gi 


265678533 


768965 770424 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


93 


ribosomal RNA, partial sequence 


93 


gi 


265678500 


818049 81950 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


alkaliphilum strain Z4 16S ribosomal RNA, partial seque 


Bacteria; 
269312 Bacteria_16S 
strain CFBP 5236 


845291 845383 1 


93 


Proteobacteria; Gammaproteobacteria; Oceanosp 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


269312 Bacteria_16S 
strain JB-A2 16S 


269312 Bacteria_16S 
strain ATCC 33433 


1001599 1001691 1 


1004595 1004687 1 


93 


ribosomal RNA, partial sequence 


93 


gi 


Enterobac 
265678485 
nce 84098 
irillales; 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 


Enterobac 
265678377 


1000320 10017 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


269312 Bacteria_16S 


1006115 1006207 1 


93 


gi 


peptidolytica strain F12-50-Al 16S ribosomal RNA, parti 
Gammaproteobact 


peptidolytica Bacteria; 


Pseudoalteromonas. 
269312 Bacteria_16S 


strain DB21MT-5 16S ribo 
Proteobacteria; Gammapro 


269312 Bacteria_16S 


strain YB1 16S ribosomal 
Proteobacteria; Gammapro 


269312 Bacteria_16S 
ATCC 
Bacteria; 
269312 Bacteria_16S 
ATCC 
Bacteria; 
269312 Bacteria_16S 
ATCC 
Bacteria; 
269312 Bacteria_16S 
ATCC 


269312 Bacteria_16S 


strain A431 16S ribosomal RNA, partial sequence 


269312 Bacteria_16S 


43969 16S ribosomal 
Proteobacteria; 


29909 16S ribosomal 
Proteobacteria; 


33641 16S ribosomal 
Proteobacteria; 


Proteobacteria; 


1112062 1112154 1 


1136212 1136304 1 


1186169 1186261 1 


1187680 1187772 1 


1189191 1189283 1 


1190702 1190794 1 


1258653 1258745 1 


1378424 1378516 1 


93 


93 


RNA, partial sequence 
teobacteria; Vibrionales; Vibri 


93 


RNA, partial sequence 
Gammaproteobacteria; Enteroba 


93 


RNA, partial sequence 
Gammaproteobacteria; Enteroba 


93 


RNA, partial sequence 
Gammaproteobacteria; Enteroba 


93 


43970 16S ribosomal RNA, partial sequence 


93 


93 


gi 


gi 


ciricketts 
265678375 

10033 
Enterobac 
265678374 
al sequenc 
eria; Alte 


265678301 


somal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; Moritellace 


253680766 


1134932 11363 


gi 


228716090 


1184900 11863 


gi 


cteriales; 
228716058 


1186411 11878 


gi 


cteriales; 
228716012 


1187922 11893 


gi 


cteriales; 
228715942 


1189433 11908 
Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 


gi 


cteriales; 
219856813 


1257400 12588 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


gi 


turnerae strain T7902 16S ribosomal RNA, partial sequen 


Bacteria; 
Teredinibacter. 
269312 Bacteria_16S 


strain B-10-31 16S ribosomal RNA, partial sequence 


269312 Bacteria_16S 
strain ATCC 29914 


1412806 1412898 1 


1553860 1553952 1 


93 


93 


Proteobacteria; Gammaproteobacteria; Alteromo 


gi 


228717562 
ce 13771 
nadales; 


224581450 


1411537 14130 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


269312 Bacteria_16S 
CAIM 


1658604 1658696 1 


93 


gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


269312 Bacteria_16S 
CAIM 


1699875 1699967 1 


93 


gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


269312 Bacteria_16S 


R-3712 16S ribosomal RNA, partial sequence 


1792417 1792509 1 


93 


gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


269312 Bacteria_16S 
strain ME102 16S 


269312 Bacteria_16S 


israelensis strain Bal 16S ribosomal RNA, partial sequence 


1862549 1862641 1 


1864060 1864148 5 


93 


ribosomal RNA, partial sequence 


93 


gi 


seudoalter 
219857220 
15525 
Enterobac 
219878436 


629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibri 


219878408 


578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibri 


219878341 


1791138 1792572 Vibri 


219878293 


1861284 18627 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


Oleiphila 
219878292 


ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028837.1 
o ruber Bacteria 
ref|NR_028803.1 
teriaceae; 
ref |NR_028788.1 
1 842417 Marino 
ref |NR_028786.1 


teriaceae; Samso 
ref|NR_028679.1 


iaceae; Thiomicr 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 
ref |NR_028602.1 
Moritella. 
NR_028014.1 


ae; 
ref 


ref|NR_027546.1 


Enterobacteriac 
ref|NR_027545.1 


Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 
ref |NR_024632.1 


ref|NR_027564.1 
67 1378635 Teredi 


ref |NR_027234.1 
omonadaceae; Alg 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025575.1 
o fortis Bacteri 


ref|NR_025547.1 
© pomeroyi Bacte 


ref |NR_025480.1 
o chagasii Bacte 
ref |NR_025432.1 


ceae; Oleiphilus 
ref |NR_025431.1 


Marinospirillum. 


Acinetobacter baylyi 
baylyi Bacteria; 
r. 

Vibrio ruber strain 
; Proteobacteria; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
Kluyvera. 


Marinospirillum 
spirillum alkaliphilum 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Kluyvera ascorbata 
ra ascorbata Bacteria; 


Kluyvera. 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
onaceae; Vibrio 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 
onaceae; Vibrio 


Teredinibacter 
nibacter turnerae T7901 


Alteromonadales genera incertae sedis; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 

Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Vibrio fortis strain 
a; Proteobacteria; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chromohalobacter 


1862771 1864302 Chromohalobacter israelensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 


269312 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; 


Bacteria; Proteob 


269312 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


269312 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


269312 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


269312 Bacteria_16S 
strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 


Proteobacteria; G 


269312 Bacteria_16S 
strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 19 


Proteobacteria; G 


269312 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


269312 Bacteria_16S 
16S ribosomal RNA, partial sequence 1997016 19 


strain DSM 30118 


Proteobacteria; G 


269312 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


269312 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


1 
G 


269312 Bacteria_16S 


strain LMG 317541 
Proteobacteria; G 


269312 Bacteria_16S 


carotovorum subsp 


Enterobacteriales 


269312 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; G 


269312 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


269312 Bacteria_16S 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedec 


Gammaproteobacter 


269312 Bacteria_16S 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 
wanellac 
219857573 
2238534 22399 


Proteobacteria; G 


269312 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


NCTC 5923 16S rib 
Proteobacteria; G 


269312 Bacteria_16S 


strain ATCC 33638 
Bacteria; Proteob 


269312 Bacteria_16S 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


269312 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


269312 Bacteria_16S 


G 
269312 Bacteria_16S 
limnaeus strain A26 16S ribosomal RNA, partial sequence 


1873279 1873371 1 93 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1905279 1905371 1 93 gi 


gi 


or 


acteria; Gammaproteobacteria; Chromatial 
1914099 19141911 93 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1929548 1929640 1 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1931084 1931176 1 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1989018 19891101 93 gi 


na 


or 


or 


ammaproteobacteria; Enterobacteriales; 
1995205 1995297 1 93 gi 


E 


ammaproteobacteria; Enterobacteriales; E 


1996741 1996833 1 93 gi 


ammaproteobacteria; Enterobacteriales; 
2001359 2001451 1 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2002894 2002986 1 93 gi 


E 


ct 


ammaproteobacteria; Enterobacteriales; E 
2027050 2027142 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2028492 2028584 1 93 gi 


odoriferum strain LMG 17566 16S ribo 


om 


so 


Pectobacterium carotovorum subsp. odoriferum Bacteria; 


: Pectobacterium. 


93 gi 


Enterobacteriaceae; 
2086779 2086871 1 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2107994 2108086 1 93 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


A 


et 
er 


2121695 2121787 1 93 


gi 
ia; Enterobacteriales; Enterobacteriacea 
2189826 2189918 1 93 gi 
ammaproteobacteria; Alteromonadales; She 
2239803 2239895 1 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241314 2241406 1 93 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242825 2242917 1 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2244336 2244428 1 93 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


Ss 
gi 


E 


E 


ct 


p 
ob 


2256628 2256716 5 93 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


eq 
er 


219878286 
1872026 18734 


219878260 


219878253 


219878242 


1928261 19297 


219878241 


1929813 19313 


219878203 


219878199 


219878198 


6S ribosomal RNA, partial sequence 1995493 19969 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahne 
1998286 1998378 1 93 gi| 219878197 |ref|NR_025336.1 


219878195 
219878194 
6S ribosomal RNA, partial sequence 2001636 20 


219878178 


219878177 


219878132 
2085504 20 


219878115 


219857654 


219857606 


219857572 
2240045 22415 
219857571 


219857570 


219857562 


ref |NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025381.1 


axellace 


19040 
es; Chro 
19128 
dales; M 


Moritella. 
NR_025380.1 


itellaceae; 


ref 


Moritella. 
NR_025342.1 


itellaceae; 


ref 


teri 
ref 


nterobac aceae; Tatu 
NR_025338.1 
954 
bacteri 


ref 


ntero aceae; Serra 


NR_025337.1 


985 


nterobacteriaceae; Prote 
ref|NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 


ref |NR_025333.1 


20 
erial 


000 


es; 


031 


nterobacteriaceae; Lemin 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref |NR_025316.1 


partial sequenc 


20 
onada 


257 
cea 


mal RNA, 


ref|NR_025271.1 
870 
lcanivoracaceae; Alcaniv 
ref |NR_025254.1 
ce 2106707 210823 


domonadales; Mor 


e sequen 
ia; Pseu 


ref 
ead 
ea. 

ref 


NR_025243.1 
avisae Bacte 
e; Cedec 
NR_025195.1 


eae; Shewanella 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 22430 
Enterobacteria 


nterobac 


nterobac 


22415 
eriales; 


artial s 


acteria; 1 


uence 


ia; Desulfobacteral 


2272055 2272147 1 93 


gi 


219857552 


Acinetobacter parvus 
parvus Bacteria; 
Tes 

Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
mella. 


Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 

Obesumbacterium 
bacterium proteus 

eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Alkanindiges 

9 Alkanindiges 

axellaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


ref|NR_025140.1 


Pseudoalteromonas 


ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


269312 Bacteria_ 
strain ACEM 9 16S 


Proteobacteria; 


269312 Bacteria_ 
inopinatus strain 
inopinatus Bacter 


Desulfovibrio. 


269312 Bacteria_ 


strain KMM 3299 
Proteobacteria; 


269312 Bacteria_ 
strain ATCC 33531 
Proteob 
269312 Bacteria_ 
strain ATCC 51603 


Bacteria; 


Proteobacteria; 


269312 Bacteria_ 
strain Y223G 16S 


Proteobacteria; 


269312 Bacteria_ 
schlegeliana stra 
schlegeliana Bact 
269312 Bacteria_ 


strain DSM 3050 
Proteobacteria; 


269312 Bacteria_ 
japonicum strain 
japonicum Bacteri 
269312 Bacteria_ 
strain JCM1240 16 


Proteobacteria; 


269312 Bacteria_ 
strain JCM1235 16 


Proteobacteria; 


269312 Bacteria_ 
strain JCM6051 16 


Proteobacteria; 
cloacae complex. 


269312 Bacteria_ 


strain LMG 2542 
Proteobacteria; 


269312 Bacteria_ 
caldus strain KU 16S ribosomal RNA, partial sequence 2996783 29982 
Proteobacteria; Gammaproteobacteria; Acidithiobacillale 
269312 Bacteria_ 
strain CreCitl 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 
269312 Bacteria_ 


strain 4-87 16S 
Proteobacteria; 


269312 Bacteria_ 
amylophilus strai 
Proteob 
269312 Bacteria_ 
rubra strain ATCC 
Proteob 
Pseudoalteromonas 
269312 Bacteria_ 
luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas. 
269312 Bacteria_ 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria 
Pseudoalteromonas 
269312 Bacteria_ 
radioresistens DS 


Bacteria; 


Bacteria; 


Bacteria; Proteo 


269312 Bacteria_ 


16S 2294788 2294880 1 93 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


16S 2416097 2416185 5 93 


gi 


gi 


16S 
1 
G 


2443332 24434241 93 gi 
ammaproteobacteria; Alteromonadales; 
16S 2463018 2463110 1 93 gi 
16S ribosomal RNA, partial sequence 
16S 2620997 2621089 1 93 gi 
16S ribosomal RNA, partial sequence 
G 
16S 2717374 2717466 1 93 
ribosomal RNA, partial sequence 


gi 
27 
G 
16S 2735652 2735744 1 93 gi 
eria; 
16S 

1 


G 


Proteobacteria; 
2863983 2864075 1 93 gi 
6S ribosomal RNA, partial sequence 28 


16S 2932773 2932865 1 93 gi 
ATCC 19191 16S ribosomal RNA, partial 


16S 2947992 2948084 1 93 


S ribosomal RNA, partial sequence 


gi 
29 
G 
16S 2949482 2949574 1 93 


S ribosomal RNA, partial sequence 


gi 
29 
G 
16S 2953969 2954061 1 93 


S ribosomal RNA, partial sequence 


gi 
29 
G 


16S 
al 
G 


2967542 2967634 1 93 gi 
6S ribosomal RNA, partial sequence 29 


16S 2998047 2998139 1 93 gi 


16S 3054261 3054353 1 93 gi 


30 


16S 
r 
G 


3073746 3073838 1 93 gi 
ibosomal RNA, partial sequence 30 
ammaproteobacteria; Oceanospirillales; 
16S 3096369 3096461 1 93 gi 


16S 3420676 3420768 1 93 gi 


16S 3423638 34237301 93 gi 


teria; Proteobacteria; 


16S 3426599 3426691 1 93 gi 


; Proteobacteria; Gammaproteobacteria; 


16S 3438062 3438154 1 93 gi 


b 
16S 


3439572 3439664 1 93 gi 


s 


HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


s 


acteria; Gammaproteobacteria; Enteroba 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Alteromonadales; C 


in HRKA1 16S ribosomal RNA, partial se 


Gammaproteobacte 


ammaproteobacteria; Pseudomonadales; P 


a; Proteobacteria; Gammaproteobacteria 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 


n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 


29570 16S ribosomal RNA, partial sequ 


acteria; Gammaproteobacteria; Alteromo 


ain NCIMB 1893 16S ribosomal RNA, part 
Gammaproteobact 


M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


219857535 


2293525 22949 
hewanellac 


219857450 
uence 
a; 


219857424 


6S ribosomal RNA, partial sequence 2442080 24435 
hewanellac 


219857408 
24617 
cteriales; 
219857252 
26197 
E 
219857177 
16108 27175 
ol 
219857164 
quence 
ria; 
219856882 
62729 28642 
se 
219856835 
sequence 

; Oceanosp 
219856825 
46729 29481 
Enterobac 
219856824 
48221 29496 
Enterobac 
219856821 
52708 29541 
Enterobac 


219846946 
66273 29677 
Enterobac 
219846925 


s; Acidith 
219846886 
52993 30544 
eriaceae; 

219846873 
72467 30738 
Balneatri 
219846858 
ence 30950 
dales; Suc 
219846631 
ence 34194 
nadales; P 


219846629 
ial sequen 
eria; Alte 


219846627 
equence 
Alteromon 


219846618 
ence 34368 
nadales; M 


Desulfo 


nterobac 


welliace 


Alter 


udomonad 


orax 


ref |NR_025123.1 
eae; Shewanella 
ref|NR_025038.1 

2414827 24163 
vibrionales; De 


ref|NR_025012.1 
eae; Shewanella 
ref |NR_024996.1 
40 2463175 Raoul 
Enterobacteria 
ref |NR_024883.1 
36 2621149 Kluyv 
teriaceae; Kluy 
ref|NR_024805.1 


ae; Colwellia. 
ref|NR_024792.1 

2734399 273583 
omonadales; She 
ref|NR_024701.1 


aceae; Pseudomo 
ref|NR_024654.1 
2931509 293296 
irillales; Pseu 
ref|NR_024644.1 


teriaceae; Serra 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 


teriaceae; Enter 


ref|NR_026538.1 


teri 
ref 


aceae; Dicke 
NR_026517.1 


ioba 
ref 


cillaceae; A 
NR_026478.1 


Formivibrio. 
ref|NR_026465.1 


ey 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionacea 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026210.1 
03 3438261 Acinet 
ellaceae; Ac 


219846617 


of 
s 


t 
c 


e 
Vv 


wanellaceae; 


d 


e: 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Kluyvera georgiana 
ra georgiana Bacteria; 
era. 
Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
n 


as. 
Pseudospirillum 

7 Pseudospirillum 
ospirillum. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter asburiae 


29 Enterobacter asburiae Bacteria; 


obacter; Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 


cidithiobacillus. 
Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Pseudoalteromonas 
alteromonas rubra 
aceae; 


’ 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 


ref|NR_026209.1 


Acinetobacter lwoffii 


DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


269312 Bacteria_16S 
strain DSM 6964 1 
Proteobacteria; 
269312 Bacteria_16S 


haemolyticus strain DSM 6962 16S ribosomal RNA, 


haemolyticus Bacteria; 
Acinetobacter. 
269312 Bacteria_16S 
baumannii strain 


269312 Bacteria_16S 


szegediense strain OR2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococ 


Bacteria; 
269312 Bacteria_16S 
strain ATCC 15712 
Bacteria; 
269312 Bacteria_16S 


wasabiae strain SR91 16S ribosomal RNA, partial sequence 


Bacteria; 
269312 Bacteria_16S 


betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 
betavasculorum Bacteria; 


Pectobacterium. 
269312 Bacteria_16S 
strain S51-wW 16S 
Proteobacteria; 
269312 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 

269312 Bacteria_16S 


strain Gl 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 
269312 Bacteria_16S 


strain DSK1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
269312 Bacteria_16S 
strain SW-120 16S 
Proteobacteria; 
269312 Bacteria_16S 


HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


269312 Bacteria_16S 


HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


269312 Bacteria_16S 


Bacteria; 


3441081 3441173 1 


3442591 3442683 1 
Proteobacteria; 


3444100 3444192 1 


DSM 30007 16S ribosomal RNA, 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; 


3649492 3649584 1 


3667923 3668015 1 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


3672443 3672535 1 


3673951 3674043 1 
Proteobacteria; 


3796871 3796963 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


3813616 3813708 1 


3914175 3914267 1 


3953134 3953226 1 


4029027 4029119 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


4047282 40473741 


4104507 4104599 1 


4196402 41964941 


Gammaproteobacteria; 


93 gi|219846616 


6S ribosomal RNA, partial sequence 3439822 34412 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


93 gi| 219846615 


complete 


93 gi|219846614|ref|NR_026206.1 
complete sequence 3442841 344429 

Pseudomonadales; Moraxel 
93 gi|219846472|ref|NR_026064.1 


36482 


93 219846459 


36666 


gi 


93 219846456 


36711 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


93 gi| 219846455 


Gammaproteobacteria; 


93 gi|219846366 


3795600 37970 


93 gi| 219846354 


strain CECT 4199 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Gammaproteobacteria; 


93 gi| 219846285 |ref|NR_025875.1 
3912908 39143 
Enterobacteriaceae; Xenor 
93 gi| 219846257 |ref|NR_025847.1 
3951843 39533 
Moritella. 
93 gi|219846204|ref|NR_025794.1 


4027757 40292 


ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 


ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; 


269312 Bacteria_16S 


strain F2R9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


269312 Bacteria_16S 
strain LMG 20598 
Proteobacteria; 

269312 Bacteria_16S 


seropedicae strain Z67 16S ribosomal RNA, 


Bacteria; 
269312 Bacteria_16S 
strain KB740 16S 
Proteobacteria; 

269312 Bacteria_16S 
strain C4D1M 16S 
Proteobacteria; 

269312 Bacteria_16S 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 


Bacteria; 
269312 Bacteria_16S 


strain OXB 16S ribosomal RNA, partial sequence 


Proteobacteria; 
269312 Bacteria_16S 


strain R 8118 16S ribosomal RNA, partial sequence 


4235714 4235806 1 


1284057 1284152 1 


Betaproteobacteria; Burkholderiales; Bu 


64871 64965 1 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


157570 157664 1 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


235474 235568 1 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


237110 237204 1 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


267457 267551 1 


468651 468745 1 


16S ribosomal RNA, partial sequence 1282800 12842 


sequence 
Pseudomonadales; 


cales; Methylococcaceae; 


Enterobacteriales; 


ref |NR_026208.1 
80 Acinetobacter 


ref |NR_026207.1 
3441331 344279 


06 3649696 Methyl 


ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref|NR_026046.1 
367270 


ref|NR_025957.1 
Colwellia. 
NR_025945.1 
381232 
Aeromonadales; 


ref 


Shewanella. 


Acinetobacter junii 
junii Bacteria; 


Acinetobacter. 


Acinetobacter 
0 Acinetobacter 


Moraxellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Moritella japonica 


48 Moritella japonica Bacteria; 
Gammaproteobacteria; Alteromonadales; Moritellaceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 
Shewanellaceae; 


93 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
93 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
93 gi|219846078|ref|NR_025668.1| Zooshikella 
4195136 4196576 Zooshikella 
Oceanospirillales; Hahellaceae; Zooshikella. 
93 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
4234473 4235884 Klebsiella variicola Bacteria; 
Enterobacteriaceae; Klebsiella. 
95 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 
rkholderiaceae; Burkholderia. 
95 gi|265679021|ref|NR_029329.1| Herbaspirillum 
complete sequence 63592 65117 Herbaspirillum seropedicae 
Oxalobacteraceae; Herbaspirillum. 
95 gi|265678958|ref|NR_029266.1| Azoarcus evansii 
156293 157818 Azoarcus evansii Bacteria; 
Azoarcus. 
95 gi| 265678905 |ref|NR_029213.1| Burkholderia graminis 
234235 235834 Burkholderia graminis Bacteria; 
rkholderiaceae; Burkholderia. 
95 gi|265678904|ref|NR_029212.1| Burkholderia 
235885 237406 Burkholderia phenazinium 
Burkholderiaceae; Burkholderia. 


95 gi| 265678882 


266185 26767 


95 gi| 265678739 


ref|NR_029188.1 


Oxalobacte 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


r. 


ref|NR_029044.1 


Burkholderia terricola 


467397 468893 Burkholderia terricola Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


269312 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


269312 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


269312 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


269312 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


269312 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


269312 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


269312 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


269312 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


269312 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


269312 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


269312 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


269312 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


269312 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 


269312 Bacteria_16S 


strain AU2944 16S 
Proteobacteria; B 


269312 Bacteria_16S 


strain DSM 11853 


Proteobacteria; B 


269312 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


269312 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


269312 Bacteria_16S 


caledonica strain 
caledonica Bacter 


269312 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


269312 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


269312 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


739228 739322 1 95 gi|265678555|ref|NR_028859.1| Herbaspirillum 

P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 

acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
758075 758169 1 95 gi|265678541|ref|NR_028845.1| Cupriavidus 

n AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 

ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
823900 823994 1 95 gi| 265678497 |ref|NR_028800.1| Cupriavidus 

n LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 

ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
1036524 1036618 1 95 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1146869 1146963 1 95 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1338914 1339008 1 95 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


al 


al 


qu 
ba 


1425016 1425110 1 95 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1438959 1439053 1 95 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1466196 1466290 1 95 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1923358 1923452 1 95 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


gi 


Rhod 
gi 


Oc 


Rhod 
gi 


Oc 


Oc 


al 
te 


1971826 19719201 95 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


ue 
a; 


2068319 2068413 1 95 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2069851 2069945 1 95 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2123214 2123308 1 95 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2275083 2275177 1 95 gi 


gi 


Rhod 
gi 


Oc 


Rhod 
gi 


Oc 


rk 


etaproteobacteria; Burkholderiales; Burk 
2276617 22767111 95 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


2385505 2385599 1 95 gi 


nc 
ri 


etaproteobacteria; Burkholderiales; Burk 
2387029 2387123 1 95 gi 
LMG 19076 16S ribosomal RNA, partial 

ia; Proteobacteria; Betaproteobacteria 


2437227 24373211 95 gi 


se 


v 


etaproteobacteria; Burkholderiales; Burk 


1035238 10367 


253680759 
1145612 11470 


228721484 


224581442 
1423741 14252 


224581429 
1437684 14391 


224581409 
1464924 14664 


219878246 


219878214 


219878145 
2067059 20685 


219878144 
2068593 20700 


219857653 
2121958 21233 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 


219857549 
219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
219857469 


219857430 
6S ribosomal RNA, partial sequence 2436004 24374 


; Herbaspiri 
NR_028007.1 


obacteraceae 


ref 
ceae; Collimonas 
ref|NR_027607.1 
1337638 133913 


Burkholderiales; 


obactera 


ence 
cteria; 


ref|NR_027224.1 


; Th 
ref 


yclaceae auera. 


NR_027211.1 
; Th 
ref 


yclaceae auera. 


NR_027190.1 
; Azoarcus. 
ref |NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


yclaceae 


sequenc 
ria; Bur 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 


nce 
Burkhol 


ref |NR_025284.1 


¢ Th 
ref 


yclaceae auera. 


NR_025283.1 


rgmtas: 
ref 


yclaceae auera. 


NR_025242.1 
; Ralstonia 
NR_025138.1 


holderiaceae 


ref 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025018.1 


holderia 
e 22753 
ales; Bu 
holderia 


quence 
Burkhold 


holderiaceae; Cupriavidu 


2499093 2499187 1 95 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2500630 2500724 1 95 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


Rhod 
gi 


Oc 


Rhodoc 


269312 Bacteria_16S 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 25327 


Proteobacteria; B 


269312 Bacteria_16S 


strain SWub3 16S 


2532524 2532618 1 95 gi 


etaproteobacteria; Burkholderiales; Burk 
2654509 2654603 1 95 gi 
ribosomal RNA, partial sequence 


219857384 
2497830 24993 


219857382 
2499368 25008 


219857356 


219857222 
2653267 2654616 Azoarcus communis Bacteria; 


ref |NR_024972.1 


¢ Th 
ref 


yclaceae auera. 


NR_024970.1 
; Az 
ref 


yclaceae oarcus. 


NR_024944.1 


holderiaceae; Cupriavidu 


33 Herbaspirillum putei Bacteria; 


llum. 
Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Herbaspirillum 
9 Herbaspirillum 


acteraceae; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 
Cupriavidus 

vidus campinensis 

Cupriavidus. 

Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 


ref |NR_024850.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


Azoarcus communis 


269312 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


269312 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


269312 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


269312 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


269312 Bacteria_16S 


mechernichensis s 
mechernichensis B 


269312 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


269312 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


269312 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


269312 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; B 


269312 Bacteria_16S 


strain Td-21 16S 


Proteobacteria; B 


269312 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


269312 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


269312 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


269312 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


269312 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


269312 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


269312 Bacteria_16S 


antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 


269312 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 


Pseudoalteromonas. 
269312 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


269312 Bacteria_16S 


2836263 2836357 1 95 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2868614 2868708 1 95 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


en 
ri 


se 
B 


2905426 2905512 7 93 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


ue 
al 


3060357 3060451 1 95 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3061898 3061992 1 95 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3114321 31144151 95 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Rhodocyclales; Rhod 
3350787 3350881 1 95 gi 


gi 
oc 


eq 
te 


Oc 


etaproteobacteria; Burkholderiales; Burk 


3523195 3523289 1 95 gi 


etaproteobacteria; Rhodocyclales; Rhod 
3652574 3652664 3 93 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3771232 3771326 1 95 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3856042 3856136 1 95 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
4038231 4038325 1 95 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Th 
4060728 4060822 1 95 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
902830 902923 1 93 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


Oc 


et 


rk 


Oc 


io 


al 
rd: 


qu 
er 


2284265 2284354 4 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2440279 2440368 4 93 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


gi 
et 


s 
er 


4344 4436 1 93 gi 
16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Legio 
45081 45169 5 93 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
82765 82857 1 93 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


H 


ce 
na 
128656 128748 1 93 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


e 
na 


195664 195756 1 93 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
285664 285752 5 93 gi 


en 
oc 


219856900 


219856879 


219856853 


219846882 
3059104 30605 


219846881 
219846846 
219846684 


6S ribosomal RNA, partial sequence 3349528 33510 


219846561 
6S ribosomal RNA, partial sequence 3521933 35234 


219846470 
3651286 36527 


219846384 
3769978 37714 


219846325 
3854781 38562 
219846198 


219846180 


265678443 


219857544 
2282981 22844 


219857428 


265679061 


265679034 


43805 


265679009 


265678977 


265678933 


265678870 


ce 28349 
ales; Bu 


quence 


urkholde 


nce 
es; 


Clos 
yclaceae 


uence 


ria; Rho 


31130 


yclaceae 


holderia 


yclaceae 


hylococe 


holderia 


yclaceae 


40370 
monas. 


sequenc 
a; Burkh 


ence 
ia; 


Chro. 
hylococe 
equence 


ia; Meth 


4533 
nellacea 


45323 
alomonad 


81499 
dales; P 


12740 
dales; P 


ce 19438 
cales; M 


Burkholderia 
lderia kururiensis 
Burkholderia. 

Herbaspirillum 
5 Herbaspirillum 
teraceae; 


ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024698.1 

2867356 286884 
riales; Oxalobac 


ref |NR_024672.1 
2904128 290561 
tridiales Family 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 
; Thauera. 
ref |NR_026473.1 
3060645 306213 
docyclales; Rhod 
ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


ceae; Paucimonas. 

ref|NR_026153.1| Thauera aromatica 

32 Thauera aromatica Bacteria; 

; Thauera. 

ref|NR_026062.1| Methylocaldum tepidum 


76 Methylocaldum 
aceae; Methylocaldum. 
ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
ceae; Ralstonia 
ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 

; Azoarcus. 
ref|NR_025788.1 
01 4038390 Thiomo 


tepidum Bacteria; 


Thiomonas intermedia 
nas intermedia Bacteria; 


ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref |NR_028745.1 

901557 903021 
matiales; Ectoth 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


Methylobacter marinus 
marinus Bacteria; 
cter. 

Methylobacter 
1 Methylobacter 
hylococcaceae; 


ref |NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 

e; Legionella. 

ref |NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 

aceae; Carnimonas. 

ref|NR_029317.1| Pseudoalteromonas 
83011 Pseudoalteromonas antarctica 

seudoalteromonadaceae; 


ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 


, 
ref|NR_029176.1| Desulfobulbus 


rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 


269312 Bacteria_16S 
asymbiotica subsp 


Enterobacteriales; 
269312 Bacteria_16S 
luminescens subsp 
luminescens subsp 
Enterobacteriaceae; 
269312 Bacteria_16S 
mariniglutinosa s 


mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 

269312 Bacteria_16S 583161 583245 9 93 gi|265678664|ref|NR_028969.1 
strain LF13 16S ribosomal RNA, partial sequence 581868 58337 

Caldithrix. 

269312 Bacteria_16S 723955 724047 1 93 gi| 265678566 |ref|NR_028870.1 
luminescens subsp. laumondii strain TTO1 16S ribosomal RNA, partial sequence 


Photorhabdus luminescens subsp. 


400966 401058 1 


519263 519355 1 


548218 548310 1 


93 


93 


93 


gi 


gi 


gi 


train KMM 3635 16S ribosomal RNA, part 


265678788 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriaceae; 


265678706 


kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 
Photorhabdus. 


265678687 


ial sequen 


ref 
rtia 


NR_029093.1 
1 sequence 


ce 546976 548458 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


ref|NR_029011.1] Photorhabdus 
sequence 517982 519496 Photorhabdus 

cteria; Enterobacteriales; 
ref|NR_028992.1| Pseudoalteromonas 


Pseudoalteromonas 
seudoalteromonadaceae; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
269312 Bacteria_16S 725538 725630 1 93 gi| 265678565 |ref|NR_028869.1| Photorhabdus 
luminescens subsp. akhurstii strain FRGO4 16S ribosomal RNA, partial sequence 724253 725774 
Photorhabdus luminescens subsp. akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
269312 Bacteria_16S 802599 802683 9 93 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
269312 Bacteria_16S 904340 904432 1 93 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
269312 Bacteria_16S 938359 938451 1 93 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
269312 Bacteria_16S 1027395 1027479 9 93 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 
269312 Bacteria_16S 1230030 1230122 1 93 gi|219878280|ref|NR_025419.1| Cellvibrio gandavensis 
strain R-4069 16S ribosomal RNA, partial sequence 1228770 1230255 Cellvibrio gandavensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
269312 Bacteria_16S 1233071 1233155 9 93 gi|219878271|ref|NR_025410.1| Bartonella 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 1231844 1233289 Bartonella 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
269312 Bacteria_16S 1315950 1316034 9 93 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
269312 Bacteria_16S 1431245 14313335 93 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 
269312 Bacteria_16S 1443603 14436915 93 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 


Bacteria; Proteob 
269312 Bacteria_16S 
strain R7 16S rib 
Proteobacteria; G 
269312 Bacteria_16S 
strain 8025 16S r 
Proteobacteria; G 
269312 Bacteria_16S 
ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 

269312 Bacteria_16S 
strain HK85 16S r 
Proteobacteria; G 
269312 Bacteria_16S 
strain 95Al 16S r 
Proteobacteria; G 
269312 Bacteria_16S 


eria; 


anilini strain Anil 16S ribosomal RNA, partial sequence 


ibosomal RNA, 


1446653 1446745 1 


osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 


1512930 15130185 


1692110 1692202 1 
Proteobacteria; 


1876262 18763505 


1962948 1963036 5 


1979644 1979720 17 


93 


93 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


93 


93 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


93 


complete sequence 
ammaproteobacteria; Pasteurellales; Pa 


93 


acteria; Gammaproteobacteria; Pasteure 


gi 


llales; Pa 
224581423 


1445391 14468 


gi 


oraxellace 
219878127 


1511717 15130 


gi 


in LMG 19434 16S ribosomal RNA, partia 
Gammaproteobacte 


gi 


steurellac 
219878413 
1 sequence 
ria; Pseud 


219878284 


1874987 18764 


gi 


gi 


steurellac 
219878220 


1961654 19631 


steurellac 
219878209 


steurellaceae; A 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_025266.1 


eae; Histophilus 
ref|NR_025552.1 

1690867 169233 
omonadales; Pseu 
ref |NR_025423.1 


Haemophilus 
NR_025359.1 


eae; 
ref 


eae; Pasteurella 


ctinobacillus. 
Psychrobacter arenosus 
arenosus Bacteria; 

rs, 

Histophilus somni 


77 Histophilus somni Bacteria; 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


ref |NR_025348.1 


Desulfobacterium 


1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 


269312 Bacteria_16S 2171635 2171727 1 93 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

269312 Bacteria_16S 2173186 2173278 1 93 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

269312 Bacteria_16S 2188301 2188393 1 93 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

269312 Bacteria_16S 2273528 2273620 1 93 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

269312 Bacteria_16S 2285812 2285896 9 93 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 2296253 2296337 9 93 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

269312 Bacteria_16S 2503697 2503789 1 93 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
269312 Bacteria_16S 2524958 2525046 5 93 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 

269312 Bacteria_16S 2550156 2550240 9 93 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

269312 Bacteria_16S 2551675 2551759 9 93 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 2639268 2639360 1 93 gi|219857232|ref|NR_024860.1| Actinobacillus 
succinogenes strain 1302 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Actinobacillus. 

269312 Bacteria_16S 2757858 2757942 9 93 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

269312 Bacteria_16S 2780484 2780576 1 93 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

269312 Bacteria_16S 2783417 2783509 1 93 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

269312 Bacteria_16S 2871775 2871859 9 93 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 2876517 2876601 9 93 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 


Firmicutes; Baci 


269312 Bacteria_ 


strain JCM9070 1 
Firmicutes; Baci 


269312 Bacteria_ 


strain IFO 15467 
Proteobacteria; 


269312 Bacteria_ 


strain 087-AZ-H 
Proteobacteria; 


269312 Bacteria_ 


strain LS-13 16S 
Proteobacteria; 


269312 Bacteria_ 


strain 441-1 16S 
Proteobacteria; 


269312 Bacteria_ 


amylolytica stra 
amylolytica Bact 
Succinimonas. 


269312 Bacteria_ 


llales; Bacillaceae; Bacillus. 

16S 2882782 2882866 9 93 

6S ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 


16S 2931266 2931358 1 93 


gi 


gi 
Gammaproteobacteria; Oceanospirillales; 
16S 2990452 2990544 1 93 gi 
1 
Gammaproteobacteria; Legionellales; Leg 
16S 2991988 2992080 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
16S 2993479 29935711 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
16S 3058860 3058952 1 93 gi 
in DSM 2873 16S ribosomal RNA, partial 

eria; Proteobacteria; Gammaproteobacter 


G 


G 


219856870 


2881499 28830 


219856836 


16S ribosomal RNA, partial sequence 2930007 29314 


Oceanobac 
219846930 


6S ribosomal RNA, partial sequence 2989207 29906 


ionellacea 
219846929 


2990709 29921 


ionellacea 
219846928 


2992209 29936 


ionellacea 
219846883 
sequence 

ia; Aeromo 


’ 


16S 3199339 3199423 9 93 gi 


219846789 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref|NR_024655.1| Oceanobacter kriegii 
58 Oceanobacter kriegii Bacteria; 
ter. 
ref|NR_026522.1| Legionella tucsonensis 
58 Legionella tucsonensis Bacteria; 


e; Legionella. 

ref|NR_026521.1| Fluoribacter gormanii 
58 Fluoribacter gormanii Bacteria; 

e; Fluoribacter. 

ref|NR_026520.1| Legionella brunensis 


81 Legionella brunensis Bacteria; 
e; Legionella. 
ref|NR_026475.1 

3057592 305905 
nadales; Succini 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


ref|NR_026381.1| Magnetospirillum 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 


magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 
269312 Bacteria_16S 
strain LLAP12 16S 
Bacteria; 
269312 Bacteria_16S 3268617 3268709 1 
strain L2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
269312 Bacteria_16S 


3267200 3267292 1 93 
ribosomal RNA, partial sequence 


93 


3391955 3392047 4 95 


strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; Fusobacteriaceae; Propionigenium. 


Fusobacteria; 


269312 Bacteria_16S 3422154 34222461 93 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 


nigrifaciens Bacteria; 
Pseudoalteromonas. 
269312 Bacteria_16S 


Proteobacteria; 


3425121 3425213 1 93 


carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas. 
3576659 3576751 1 93 
ribosomal RNA, partial sequence 


Pseudoalteromonadaceae; 
269312 Bacteria_16S 

strain WO-44C 16S 
Proteobacteria; 
269312 Bacteria_16S 3651031 3651123 1 93 

strain VKM-14L 16S ribosomal RNA, partial sequence 
Proteobacteria; 
269312 Bacteria_16S 
strain EN 101 16S 
Proteobacteria; 
269312 Bacteria_16S 


3670935 3671027 1 93 
ribosomal RNA, partial sequence 


3693680 3693772 1 93 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; 


269312 Bacteria_16S 3695209 3695297 5 93 


strain P-172-71 16S ribosomal RNA, partial sequence 3693916 36953 


Proteobacteria; 
269312 Bacteria_16S 
strain NCTC 3438 
Bacteria; 
269312 Bacteria_16S 


3825896 3825984 5 
16S ribosomal RNA, 


93 


3969581 3969665 9 93 


strain NCIMB 11762 16S ribosomal RNA, partial sequence 


Bacteria; 
269312 Bacteria_16S 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
269312 Bacteria_16S 


4053213 4053305 1 93 


4101497 4101589 1 93 


tainanensis strain S1 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; 


Bacteria; 
269312 Bacteria_16S 4109075 4109159 9 93 
strain A828 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


269312 Bacteria_16S 4214479 42145711 93 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


translucida Bacteria; 
Pseudoalteromonas. 
269312 Bacteria_16S 


Proteobacteria; 


4216034 42161261 93 


paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 


paragorgicola Bacteria; 
Pseudoalteromonas. 
269312 Bacteria_16S 537575 537662 9 

strain CR 16S ribosomal RNA, partial sequence 
Proteobacteria; 
269312 Bacteria_16S 874073 874164 1 92 
strain N-1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
269312 Bacteria_16S 2653023 26531171 95 
strain VB32 16S ribosomal RNA, partial sequence 
Proteobacteria; 
269312 Bacteria_16S 
80 16S ribosomal 


Proteobacteria; 


95 


3564603 3564695 1 
RNA, partial sequence 


93 


269312 Bacteria_16S 94973 
strain KPA 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 


95059 9 95 
complete sequence 
Lactobacillaceae; 


Proteobacteria; Gammaproteobacteria; Legionellales; 


Gammaproteobacteria; Legionellales; Legionellaceae; 


Gammaproteobacteria; 


Gammaproteobacteria; Legionellales; Legionellaceae; 


Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; Gammaproteobacteria; Methylococcales; 


complete sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


3562 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Betaproteobacteria; Burkholderiales; Burkholderiaceae 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


3563299 3564734 Vibrio ne 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


219846743 |ref 


gi 


NR_026335.1 


Legionella drancourtii 


3265947 3267294 Legionella drancourtii LLAP12 


219846742 |ref 


gi 


Legionellaceae; 


NR_026334.1 


Legionella. 


Legionella lytica 


3267345 3268825 Legionella lytica Bacteria; 


219846651 |ref 


gi 


219846630|ref 


gi 


219846628 |ref 


gi 


219846525 |ref 


gi 


Legionella. 


sequence 3420894 342232 
Alteromonadales; 


NR_026243.1 


NR_026222.1 


NR_026220.1 
342386 


NR_026117.1 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Legionella feeleii 


3575389 3576854 Legionella feeleii Bacteria; 


219846471 /ref 


gi 


3649747 3651235 Methylocaldum 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methyloca 


219846457 |ref 


gi 


Legionella. 


NR_026063.1 


NR_026048.1 


Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Brenneria nigrifluens 


3669690 3671145 Brenneria nigrifluens Bacteria; 


Enterobacteri 
219846442 |ref 
36924 


gi 


219846441 |ref 


gi 


219846346 |ref 


gi 


Pasteu 


gi| 219846246 |ref 


219846185 |ref 


gi 


219846152 |ref 


gi 
Neisseria 


gi| 219846146 |ref 


15 3693865 Methyl 
Methylococcaceae; 


3824598 3826078 Avibac 


3968366 3969766 Phaeos 


Rhodospirillacea 


4051928 4053458 Pseudo 


Pseudoalteromonad 


4100222 4101735 Chitin 


aceae; Brenn 
NR_026033.1 


NR_026032.1 


NR_025937.1 


rellaceae; 


NR_025836.1 


NR_025775.1 


NR_025742.1 


ceae; Chitin 
NR_025736.1 


eria. 

Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Pseudoalteromonas 
alteromonas aliena 
aceae; 


Chitinibacter 
ibacter tainanensis 
ibacter. 

Bartonella chomelii 


4107869 4109243 Bartonella chomelii Bacteria; 


Bar 


gi| 219846065 |ref 


Alteromona 


gi|219846064|ref 


265678694 |ref 


gi 


536318 537802 Caminibacter 
Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


Cam 


gi|265678463|ref 


4213214 421471 


4214764 421626 
Gammaproteobacteria; Alteromo 


tonella. 
NR_025655.1 


dales; Pseud 
NR_025654.1 
nadales; Pse 
NR_028999.1 


inibacter. 
NR_028766.1 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


udoalteromonadaceae; 


Caminibacter profundus 


profundus Bacteria; 


Cupriavidus necator 


872811 874166 Cupriavidus necator Bacteria; 


gi|219857223 
2651733 26532 


ref 


AZ 
ref 


gi| 219846533 


; Cupriavidu 
NR_024851.1 


oarcus. 
NR_026125.1 
reis Bacteri 


gi|265679000 
93645 95214 


ref 


Lactobacillus. 


s. 
Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Vibrio nereis strain 
a; Proteobacteria; 


NR_029308.1 


Lactobacillus lindneri 


Lactobacillus lindneri Bacteria; 


269312 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


269312 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


269312 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


269312 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


269312 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


269312 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


269312 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


269312 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


269312 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


269312 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


269312 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


269312 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


269312 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


269312 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


269312 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


269312 Bacteria_16S 


strain R18 16S ri 
Proteobacteria; A 


269312 Bacteria_16S 


strain M6 16S rib 
Proteobacteria; A 


269312 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


269312 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


269312 Bacteria_16S 


256957 257051 1 95 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
658927 659005 17 95 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1340409 1340483 19 93 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1388923 13890171 95 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1899528 1899622 1 95 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
2040657 2040735 17 95 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2425331 2425421 4 93 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2472198 2472288 4 93 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2718903 2718997 1 95 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


gi 


3303772 3303850 17 
6S ribosomal RNA, 
lales; Salinicoccus. 

3719132 3719222 4 93 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


95 gi 


4225169 4225247 17 95 gi 
DSM 5352 16S ribosomal RNA, partial s 
ia; Firmicutes; Bacillales; Salinicocc 
810227 810320 1 93 gi 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1766830 1766923 1 93 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
2506753 2506846 1 93 gi 


ammaproteobacteria; Chromatiales; Ecto 
3428080 3428172 1 93 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
3798401 3798490 4 93 
ibosomal RNA, partial sequence 


gi 


omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
178860 178952 1 93 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
293312 293400 5 93 gi 


265678891 
ence 25570 
riales; Bu 
265678610 


657665 65912 


Anaerosti 
228721340 
sequence 
oteobacter 


228716720 


1387667 13891 


rkholderia 
219878264 
nce 18982 
caligenace 
219878168 
equence 

coccaceae; 
219857442 
24240 
ales; Halo 
219857402 
24709 
ales; Ecto 
219857176 
al sequenc 
cteria; Bu 


219846719 


complete sequence 3302462 33040 


219846424 
equence 
a; Chromat 


219846055 
equence 
us. 
265678506 
ence 80896 
nadales; P 


219878360 
ence 17655 
ales; Ecto 
219857373 


16S ribosomal RNA, partial sequence 2505486 25069 


thiorhodos 
219846626 
equence 

; Alteromo 


219846364 


3797117 37986 


ammaproteobacteria; Thiotrichales; Pisciricketts 
5820 5904 9 93 gi| 265679060 
bosomal RNA, partial sequence 4584 5982 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 
7281 7365 9 93 gi| 265679059 
osomal RNA, partial sequence 6033 7437 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 
168340 168432 1 93 gi| 265678951 


167046 168502 Vibri 


265678944 
17756 

omonadacea 

265678865 


ref|NR_029199.1 
3. 257168 Burkho 
rkholderiaceae; 
ref |NR_028915.1 
0 Anaerostipes 
pes. 
ref|NR_027605.1 

1339181 134062 
ia; Rhodospirill 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 
ref|NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref |NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref|NR_024804.1 
e 2717632 271910 
rkholderiales; 0 


ref|NR_026311.1 


ref|NR_026015.1 
3717841 371934 
iales; Halothiob 


ref|NR_025645.1 
4223876 422538 


ref |NR_028809.1 
8 810417 Pseudo 
seudoalteromonad 


ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_024961.1 


piraceae; Alkali 
ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 
ref|NR_025955.1 
iace 
ref 


ae; Cyclocla 
NR_029368.1 


tonella. 
NR_029367.1 


Bar 
ref 


tonella. 
NR_029259.1 
micus Bacter 


Bar 
ref 
o mi 


ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Anaerostipes caccae 


caccae Bacteria; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Brackiella oedipodis 
ella oedipodis Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Salinicoccus roseus 


04 Salinicoccus roseus Bacteria; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Salinicoccus 
3 Salinicoccus 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Pseudoalteromonas 

2 Pseudoalteromonas 

1lteromonadaceae; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Vibrio mimicus strain 
ia; Proteobacteria; 


Aeromonas punctata 
nas punctata Bacteria; 


ref|NR_029171.1 


actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 
Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 


Pasteurellales; P 


asteurellaceae; Aggregatibacter. 


Aggregatibacter 
292013 293496 


269312 
subsp. 
subsp. 
269312 
borstelensis stra 
borstelensis Bact 


berkhoffii 
berkhoffii 


269312 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


269312 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain S-606 16S 


Proteobacteria; G 


269312 Bacteria_16S 


strain Iso-46 16S 
Proteobacteria; G 


269312 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


269312 Bacteria_16S 


nivimaris strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain CE2105 16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


269312 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


269312 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


269312 Bacteria_16S 


cyclicum strain A 
Bacteria; Proteob 


269312 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


269312 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


269312 Bacteria_16S 


strain GP1ll 16S r 
Proteobacteria; G 


269312 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


269312 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


269312 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


269312 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


269312 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


269312 Bacteria_16S 


ulvae strain UL12 


Pseudoalteromonas 


Bacteria_16S 


Bacteria_16S 


318991 319075 9 93 gi 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
348230 348318 5 93 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
464150 464234 9 93 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
528452 528544 1 93 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
575669 575761 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
587644 587736 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
610290 610374 9 93 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 
613415 613507 1 93 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
630113 630197 9 93 gi 
ribosomal RNA, partial sequence 


655897 655989 1 93 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


660407 660499 1 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
788723 788818 1 93 

bosomal RNA, partial sequence 

ammaproteobacteria; Thiotrichales; Pis 
814841 814933 1 93 gi 
LM1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
854135 854219 9 93 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


93 gi 
Mo 
gi 


966234 966326 1 93 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


1013651 1013743 1 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1016643 1016735 1 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1018140 1018232 1 93 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
1151358 1151442 9 93 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1175675 1175767 1 93 gi 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1348207 1348291 9 93 gi 
in MPOB 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Deltaproteo 
eae; Syntrophobacter. 

1403809 1403901 1 93 gi 
16S ribosomal RNA, partial sequence 


gi 


574450 57581 


586359 58785 


628893 63029 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
269312 Bacteria_16S 


659171 660617 Morax 


787469 78896 


1012401 10138 


1015393 10168 


1016889 1018335 Morax 


1174405 11758 


265678848 
ial sequen 
bacteria; 
265678826 
ial sequen 
illaceae; 
265678742 
sequence 
ia; Rhizob 
265678700 
52719 
nadales; M 
265678669 


oraxellace 
265678661 


oraxellace 
265678645 
1 sequence 
ccaceae; P 
265678643 
ence 61213 
nadales; M 
265678631 


Rhodospiri 
265678613 
uence 
eria; Pseu 
265678609 


raxella. 
265678520 


ciricketts 
265678503 
e 81355 
hales; Pis 
265678477 
quence 

ria; Desul 


265678401 
1 sequence 
eobacteria 


265678369 


oraxellace 
265678367 


oraxellace 
265678366 


raxella. 
253680756 
ence 11501 
rillales; 
228718578 


a. 
228720860 

uence 

bacteria; 


ref |NR_029153.1 
ce 317746 319177 
Rhizobiales; Bar 
ref |NR_029131.1 
ce 346943 348361 
Brevibacillus. 
ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref |NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref |NR_028950.1 

609006 610485 
lanomicrobium. 
ref |NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref |NR_028936.1 
llaceae; Roseosp 
NR_028918.1 
654656 656081 
nadales; r 


ref 
ella 


NR_028914.1 
canis Bacte 


ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref |NR_028780.1 

852834 854357 
fobacterales; De 


ref |NR_028703.1 
964933 966480 
Vibrionales; V 


v 


ref|NR_028671.1 


Moraxella. 
NR_028669.1 


ae; 
ref 


Moraxella. 
NR_028668.1 
bovis Bacte 


ae; 
ref 
ella 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_027574.1 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


219857444 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Brevibacillus 
Brevibacillus 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Psychrobacter pulmonis 
pulmonis Bacteria; 
r. 
Psychrobacter faecalis 
faecalis Bacteria; 
r. 
Planomicrobium 
Planomicrobium 


Psychrobacter 
obacter nivimaris 
ychrobacter. 

Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Psychrobacter 
Psychrobacter 

axellaceae; 


Moraxella canis strain 
ria; Proteobacteria; 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Desulforegula 
Desulforegula 
sulfobacteraceae; 


’ 


Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Syntrophobacter 
7 Syntrophobacter 
les; 


ref|NR_025032.1 


Pseudoalteromonas 


1402605 1403959 Pseudoalteromonas ulvae 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


269312 Bacteria_16S 
maritimus strain 
Bacteria; 
269312 Bacteria_16S 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


pacificensis Bacteria; 
Psychrobacter. 
269312 Bacteria_16S 


strain SA35 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


269312 Bacteria_16S 
strain IBS S6874 


269312 Bacteria_16S 


strain KMM 241 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


269312 Bacteria_16S 


1423493 1423585 1 


1470749 1470841 1 
Proteobacteria; 


1493508 1493592 9 


1646460 1646552 1 


1701422 1701514 1 


1722775 1722867 1 


93 


Pi2-20 16S ribosomal RNA, partial sequence 14222 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Ps 


93 


93 


93 


16S ribosomal RNA, partial sequence 1645204 16466 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


93 


93 


strain NF11 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


269312 Bacteria_16S 


1724316 1724408 1 


93 


strain NF23 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


269312 Bacteria_16S 


agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


agarivorans Bacteria; 
Pseudoalteromonas. 
269312 Bacteria_16S 


antarcticus strain CMS 26o0r 16S ribosomal RNA, partial 
Bacillales; 


antarcticus Bacteria; 
269312 Bacteria_16S 
marincola strain 


269312 Bacteria_16S 
submarinus strain 


269312 Bacteria_16S 
strain LMG 21857 


269312 Bacteria_16S 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; 


Methylobacterium. 
269312 Bacteria_16S 


strain IBS 506 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


269312 Bacteria_16S 


strain IBS 382 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


269312 Bacteria_16S 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 


Desulfovibrio. 
269312 Bacteria_16S 


strain YKJ-103 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


269312 Bacteria_16S 


1754727 1754819 1 
Proteobacteria; 
1809267 1809351 9 
Firmicutes; 
1826162 1826254 1 
1827640 1827732 1 


1870168 1870260 1 


1940041 1940125 9 


2075984 2076068 9 


2085237 2085321 9 


2163927 2164015 5 


2176174 2176266 1 


2222988 2223072 9 


Proteobacteria; 


93 


93 


93 


KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; 


93 


KMM 225 16S ribosomal RNA, partial sequence 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; 


93 


16S ribosomal RNA, partial sequence 1868909 18703 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


93 


93 


93 


93 


93 


93 


Planococcaceae; 


Deltaproteobacteria; 


gi| 224581443 


gi|224581406 


gi|219846714 
1492298 14937 


gi|219878446 


gi|219878407 
1700153 17016 


gi| 219878393 
1721510 17230 


gi|219878392 
1723051 17245 


gi|219878370 


Altero 
219878330 
sequence 


Pla 
219878319 


gi 


gi 


Pseudomo 


gi|219878318 


gi|219878288 


gi|219878235 


Rhizo 


gi|219878139 
2074760 20762 


gi|219878133 
2084014 20854 


gi|219857626 


Des 


gi|219857616 
2174910 21764 


219857584 
22217 


gi 


Pseudomonadales; 


Pseudomonadales; 


ref|NR_027225.1 


ref|NR_027187.1 
1469465 147099 


ref|NR_026306.1 
11 Xanthobacter 
ref|NR_025585.1 


Aeromonas. 
ref|NR_025546.1 


Glaciecol 
ref |NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025509.1 
1753455 175495 
monadales; 


ref|NR_025469.1 
1807983 180946 
nococcus. 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
Moraxe 
ref|NR_025427.1 
aceae; Glaciecol 
ref |NR_025374.1 
1938810 194024 
biales; Methylob 
ref|NR_025278.1 
Bartonella. 
ref|NR_025272.1 
53 Bartonella al 
Bartonella. 
ref|NR_025215.1 
162629 216416 
ulfovibrionales; 


ND 


ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025172.1 


92 2223169 Xantho 


aminoxidans strain 14a 16S ribosomal RNA, partial sequence 


Bacteria; 
269312 Bacteria_16S 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 
thiodismutans Bacteria; 


Desulfonatronum. 
269312 Bacteria_16S 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
269312 Bacteria_16S 


strain IBS 193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


269312 Bacteria_16S 


strain IBS 325 16S ribosomal RNA, partial sequence 


2236787 2236871 9 

Proteobacteria; 
2291723 2291815 1 
Proteobacteria; 


2297719 2297803 9 


2396148 2396232 9 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


93 


Deltaproteobacteria; 


93 


Gammaproteobacteria; 


93 


93 


Xanth 
gi|]219857575 
Desu 


219857538 
sequence 
Alter 


gi 


gi|219857532 
2296489 22979 


obacteraceae; Xa 
ref|NR_025163.1 

2235498 223697 
lfovibrionales; 


omonadales; 


ref|NR_025120.1 


Bartonella. 


gi|219857463 


Psychrobacter 


15 1423690 Psychrobacter maritimus 


ychrobacter. 
Psychrobacter 
0 Psychrobacter 


Moraxellaceae; 


Xanthobacter agilis 


agilis Bacteria; 
Xanthobacter. 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Psychrobacter 
luti Bacteria; 
rs 
Psychrobacter 
fozii Bacteria; 
ry 
Pseudoalteromonas 
9 Pseudoalteromonas 


luti 


fozii 


Pseudoalteromonadaceae; 


Planococcus 
1 Planococcus 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Methylobacterium 

9 Methylobacterium 

acteriaceae; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


satica Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 

re 

Xanthobacter 

bacter aminoxidans 
nthobacter. 
Desulfonatronum 

8 Desulfonatronum 
Desulfonatronumaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


ref|NR_025051.1 


Bartonella birtlesii 


2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


269312 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


269312 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


269312 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas 


269312 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


269312 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


269312 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


269312 Bacteria_16S 
in MD17 16S ribosomal RNA, partial seq 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


269312 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


269312 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


269312 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


strain TagT2C 16S 
Proteobacteria; A 


269312 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


269312 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


269312 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


269312 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


269312 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


269312 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


269312 Bacteria_16S 


strain F9251 16S 
Proteobacteria; A 


269312 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


269312 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 
Salinimonas. 


2444875 2444959 9 93 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2446411 2446503 1 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2447916 2448008 1 93 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


2450971 2451055 9 93 gi 
lales; Thermoactinomycetaceae; Laceyel 
2452523 2452607 9 93 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2622480 2622564 9 93 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2628630 2628714 9 93 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2715832 2715924 1 93 gi 
eria; Proteobacteria; Gammaproteobacte 
2781951 2782043 1 93 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
3043602 3043690 5 93 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3235529 3235613 9 93 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3240178 3240262 9 93 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3244725 3244809 9 93 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
rio. 


gi 


3308367 3308451 9 93 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3309829 3309913 9 93 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3408691 3408775 9 93 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; 


3696641 3696733 1 93 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3777322 3777406 9 93 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 

3894450 3894534 9 93 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
3931134 3931218 9 93 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
4006326 4006418 1 93 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


gi 


269312 Bacteria_16S 


4022988 4023080 1 93 gi 


16S ribosomal RNA, partial sequence 2449732 24511 


2780730 27821 


3042319 30437 


3238968 32403 


3308619 33100 


Deltaproteobacteria; 


3893217 38946 


219857423 
e 24435 
microbium. 
219857422 
24451 
nadales; 
219857421 
quence 

ia; Altero 


, 


219857419 


la. 
219857418 
1 sequence 
tinomyceta 
219857251 
ence 26212 
microbium. 
219857246 
nce 26273 
acillus. 

219857178 
uence 
ria; Pseud 
219857129 


otrichacea 
219846894 
; Desulfov 
219846764 
ence 32342 
phomonadac 
219846761 


obacterace 
219846758 
1 sequence 
cteria; De 


219846716 
ence 33071 
les; Xanth 
219846715 


obacterace 
219846640 
equence 

7 Syntroph 
219846439 
ce 36953 
llales; Pa 
219846379 
nce 37759 
obacterale 


219846299 


nellaceae; 
219846274 
1 sequence 
caceae; Pl 
219846221 
sequence 

ria; Alter 


Alter 


ref|NR_025011.1 
92 2445097 Planom 


ref|NR_025010.1 
48 2446624 Alishe 
omonadaceae; 
ref|NR_025009.1 
2446675 244812 
monadales; Pseud 


ref|NR_025007.1 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref |NR_024881.1 
00 2622680 Planom 


ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024806.1 
2714566 271605 
omonadales; Mora 


ref|NR_024757.1 
e; Thiothrix. 
ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref |NR_026350.1 
3243444 324494 
sulfovibrionales 


ref |NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref|NR_026307.1 
30 Xanthobacter 
ae; Xanthobacter 
ref|NR_026232.1 

3407396 340888 
obacterales; Syn 


ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 
ref|NR_025889.1 
Bartonella. 
ref|NR_025864.1 
3929851 393132 
anomicrobium. 
ref|NR_025811.1 
4005071 400647 
omonadales; Alte 


219846208 


alimentarius strain JG-100 16S ribosomal RNA, partial sequence 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 


Planomicrobium 
icrobium koreense 


Alishewanella fetalis 

wanella fetalis 
Alishewanella. 
Pseudoalteromonas 

4 Pseudoalteromonas 

oalteromonadaceae; 


Laceyella putida 


92 Laceyella putida Bacteria; 


Seinonella 
3 Seinonella 
Planomicrobium 
icrobium mcmeekinii 


Gracilibacillus 
ibacillus halotolerans 


Psychrobacter 
7 Psychrobacter 


xellaceae; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Thermosyntropha 
syntropha lipolytica 
opha. 

Xanthobacter tagetidis 


tagetidis Bacteria; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


’ 


Xanthobacter 

bacter autotrophicus 

nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Planomicrobium 
2 Planomicrobium 


Salinimonas 
7 Salinimonas 
romonadaceae; 


ref|NR_025798.1 
4021723 402321 


Psychrobacter 
6 Psychrobacter 


269312 Bacteria_16S 


stackebrandtii st 
stackebrandtii Ba 


269312 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


269312 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


269312 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


269312 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


269312 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


269312 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


269312 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


269312 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


269312 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


269312 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


269312 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


269312 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


269312 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


269312 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


269312 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


269312 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


4044256 4044340 9 93 gi 
rain K22-03 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Planoc 
4065330 4065418 5 93 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
4086643 4086727 9 93 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
4240237 42403219 93 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
14743 14834 4 95 gi 
strain B-38 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Gammaproteo 


387184 387278 1 93 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
1829049 1829124 18 93 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
2089775 2089869 1 93 gi 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 

2191392 2191478 9 95 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
2399165 2399240 20 95 gi 
SW28 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Sporo 
20895 20989 1 95 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

31656 31734 17 95 

S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
238692 238786 1 


gi 


Facklamia. 
95 gi 


etaproteobacteria; Burkholderiales; Bu 
240239 240333 1 95 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

241825 241919 1 95 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


661956 662034 17 95 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
813324 813414 4 93 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
846849 846927 17 95 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1124274 1124352 15 93 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1140831 1140921 4 93 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


1237667 1237745 17 95 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 


269312 Bacteria_16S 


4064043 40655 


4085324 40868 


2088549 2089942 Nevsk 


30363 


6S ribosomal RNA, partial sequence 237457 23896 


240595 24207 


845553 84708 


1122944 11244 


219846191 
sequence 
occaceae; 
219846176 
; Desulfov 
219846162 


eae; Syntr 
219846042 
nce 42390 
les; Methy 
265679054 
1 sequence 
bacteria; 


265678797 
38592 

nadales; S 

219878317 

quence 

a; Rhodoba 

219878130 


Nevskia. 
219857605 
ence 21901 
illus. 
219857461 
nce 23978 
sarcina. 
265679050 
sequence 
a; Burkhol 


265679043 
31864 


265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 


265678608 
tial seque 
icoccus. 

265678504 
nce 81203 
ales; Ecto 
265678482 


Clostridiu 
224581425 


illus. 
253680763 
quence 
ia; Salini 


219878251 
ence 12363 
spiraceae; 
228720024 


1360182 1360276 1 95 gi 


ref|NR_025781.1 
4042976 404443 
Planococcus. 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025752.1 


ophomonas. 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref |NR_029362.1 

13461 14981 
Thiotrichales; F 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref|NR_025456.1 
1827843 182926 
cterales; Hypho 
ref |NR_025269.1 
ia ramosa Bacter 


ref |NR_025193.1 
08 2191561 Amphib 


ref|NR_025049.1 
69 2399376 Sporos 


ref |NR_029358.1 
19628 21106 
deriales; Burkho 


ref|NR_029351.1 


ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 


ref |NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


H xr 


ref 
nce 


NR_028913.1 
660668 


ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028785.1 


m. 
ref |NR_027206.1 
63 Lactobacillus 


ref|NR_028011.1 
1139586 114102 
sphaerales; Sali 


ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_027587.1 


thailandensis strain E264 16S ribosomal RNA, partial sequence 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; pse 


udomallei group. 


monadaceae; 


Planococcus 
9 Planococcus 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 

Francisella tularensis 

Francisella tularensis 
rancisellaceae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 

Nevskia ramosa strain 
ia; Proteobacteria; 


Amphibacillus 
acillus fermentum 


Sporosarcina 
arcina aquimarina 


Burkholderia 
Burkholderia 


lderiaceae; 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Burkholderia glumae 


glumae Bacteria; 


ce 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 
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ium. 

Burkholderia 


1358923 136041 


0 Burkholderia 


269312 Bacteria_16S 1469206 1469300 1 95 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

269312 Bacteria_16S 1473670 1473764 1 95 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

269312 Bacteria_16S 1534174 1534268 1 95 gi|219857425|ref|NR_025013.1| Burkholderia 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

269312 Bacteria_16S 1964508 1964602 1 95 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

269312 Bacteria_16S 2250475 2250553 17 95 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

269312 Bacteria_16S 2252000 2252078 17 95 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

269312 Bacteria_16S 2314398 2314476 17 95 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

269312 Bacteria_16S 3305354 3305432 15 93 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

269312 Bacteria_16S 3306894 3306972 15 93 gi|219846717|ref|NR_026309.1| Lactobacillus oris 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

269312 Bacteria_16S 3526183 3526261 17 95 gi| 219846559 |ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

269312 Bacteria_16S 3557002 3557096 1 95 gi|219846538|ref|NR_026130.1| Zoogloea ramigera 
strain 106 16S ribosomal RNA, partial sequence 3555718 3557247 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

269312 Bacteria_16S 3598047 3598125 17 95 gi| 219846509 |ref|NR_026101.1] Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

269312 Bacteria_16S 3601166 3601252 9 95 gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 


Firmicutes; 
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bacteria; Deltaproteobacteria; Desulfov 
16S 2502190 2502283 1 93 gi 
E 16S ribosomal RNA, partial sequence 


ranulum. 
219846496 


16S ribosomal RNA, partial sequence 3613485 36150 


occus. 
219846304 
partial se 
a; Neisser 
265678791 
ence 39505 
illus. 
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85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 
Desulfomicrobium 
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aceae; Desulfomicrobium. 
Legionella waltersii 


2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


269312 Bacteria_16S 
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269312 Bacteria_16S 
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26 Thermus filiformis Bacteria; 
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Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

269312 Bacteria_16S 627041 627133 4 95 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

269312 Bacteria_16S 689197 689285 5 93 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

269312 Bacteria_16S 771761 771853 1 93 gi| 265678532 |ref|NR_028836.1| Cellvibrio japonicus 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 771983 Cellvibrio japonicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

269312 Bacteria_16S 857273 857353 15 95 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

269312 Bacteria_16S 884470 884554 9 93 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

269312 Bacteria_16S 907441 907529 5 93 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

269312 Bacteria_16S 927657 927745 5 93 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

269312 Bacteria_16S 1127186 1127270 9 93 gi|253680772|ref|NR_028020.1| Syntrophobacter 


wolinii strain DB 16S ribosomal RNA, partial sequence 
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Bacteria; 
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Sedis; Caldicellulosiruptor. 

269312 Bacteria_16S 1305331 1305415 9 93 gi|219846460 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 13055 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 

269312 Bacteria_16S 1306823 1306907 9 93 gi|219846269 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Stark 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
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16S 1228494 1228586 1 93 gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans 
S ribosomal RNA, partial sequence 1227244 1228719 Cellvibrio fibrivorans Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

16S 1270830 1270914 9 93 gi|219846400|ref|NR_025991.1| Desulfonema 
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v 


ref|NR_027557.1| Roseburia intestinalis 
81 Roseburia intestinalis L1-82 
Roseburia. 
ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 
teriaceae; Xenorhabdus. 
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1879598 1881131 Propionispora 
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27 Leuconostoc inhae Bacteria; 


ref|NR_025079.1| Desulfomonile 

08 2355330 Desulfomonile limimaris 

s; Syntrophaceae; Desulfomonile. 
ref|NR_025073.1| Haemophilus felis 
76 Haemophilus felis Bacteria; 

eae. 

ref |NR_025035.1| Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


obacillales; Leuconostoc. 

16S 2431136 24312209 93 gi|219857437|ref|NR_025025.1| Papillibacter 

rain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 

cteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

16S 2469208 2469300 1 93 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 

n AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
bacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
16S 2600796 2600884 5 93 gi|219857268|ref|NR_024899.1| Mannheimia 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
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269312 Bacteria_16S 


tabacinasalis strain GF112B 16S ribosomal RNA, partial 
tabacinasalis Bacteria; 


269312 Bacteria_16S 


sulfexigens strain SB164P1 16S ribosomal RNA, partial s 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacter 


Desulfocapsa. 
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2603904 2603992 5 


Gammaproteobacteria; Pasteurellales; 


2605458 2605546 5 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; 


2661992 2662076 9 


2696242 2696326 9 


S-877 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhodospi 


3002723 3002807 9 


3026739 3026823 9 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 


3048195 3048271 19 


Firmicutes; 
3136840 3136928 5 


3165736 3165820 9 


ribosomal RNA, partial sequence 
Lactobacillales; 


3174846 3174930 9 


A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


3610273 3610357 9 


Planococcaceae; 
3661795 3661887 1 


ribosomal RNA, partial sequence 


Lactobacillaceae; 


93 gi| 219857267 |ref|NR_024898.1 
2601060 26025 
Pasteurellaceae; Mannheimia. 

93 gi|219857266|ref|NR_024897.1 
2602614 26041 
Pasteurellaceae; Mannheimia. 

93 gi| 219857265 |ref|NR_024896.1 
2604168 26056 
Pasteurellaceae; Mannheimia. 

93 gi|219857216|ref|NR_024844.1 


les; 


93 gi 
e 


Ss; 


93 gi 


93 gi 


219857191 


219846464 
3660516 36619 


58 2662094 Methyl 


Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Methylorhabdus 
orhabdus multivorans 


Hyphomicrobiaceae; Methylorhabdus. 


ref|NR_024819.1 


26950 


Thermoanaerobacteraceae; 
219846499 
16S ribosomal RNA, partial sequence 3608971 36104 
Planococcus. 


ref|NR_026091.1 


ref|NR_026056.1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecol 
269312 Bacteria_16S 3768226 3768314 5 93 gi| 219846386 |ref|NR_025977.1 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 376838 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
Desulfovibrio. 

269312 Bacteria_16S 3824365 3824453 5 93 gi| 219846347 |ref|NR_025938.1 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 382454 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; P 
Haemophilus. 

269312 Bacteria_16S 3882053 3882137 9 93 gi|219846308|ref|NR_025898.1 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 388228 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoana 
Thermoanaerobacter. 

269312 Bacteria_16S 3883626 3883710 9 93 gi| 219846307 |ref|NR_025897.1 


brockii subsp. 
Thermoanaerobac 
Thermoanaerobacte 
269312 Bacteria_16S 
metallireducens s 
metallireducens B 
Geobacter. 

269312 Bacteria_16S 
psittacicida stra 
psittacicida Bacteria; 
Volucribacter. 
269312 Bacteria_16S 
aquaticum strain 
Bacteria; Proteob 
269312 Bacteria_16S 


Bacteria; Spiroch 
269312 Bacteria_16S 


10 2696445 Saccha 


Saccharibacter 
ribacter floricola 


rillales; Acetobacteraceae; Saccharibacter. 
93 gi|219846922|ref|NR_026514.1| Brevibacillus 
e 3001433 3002946 Brevibacillus thermoruber 
Paenibacillaceae; Brevibacillus. 
93 gi|219846906|ref|NR_026498.1| Phenylobacterium 
3025510 3026975 Phenylobacterium immobile 
terales; Caulobacteraceae; Phenylobacterium. 
95 gi|219846890|ref|NR_026482.1| Facklamia 
sequence 3046902 3048403 Facklamia 
Lactobacillales; Aerococcaceae; Facklamia. 
93 gi|219846831|ref|NR_026423.1| Desulfocapsa 
equence 3135552 3137033 Desulfocapsa 
ia; Desulfobacterales; Desulfobulbaceae; 
93 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
3164429 3165945 Lactobacillus kunkeei Bacteria; 
Lactobacillus. 
93 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
3173565 3175071 Thermoanaerobacter mathranii 


Thermoanaerobacter. 
Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Thermoanaerobacter 
7 Thermoanaerobacter 


erobacteraceae; 


Thermoanaerobacter 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
ter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacteraceae; Thermoanaerobacter. 
3886743 3886819 17 93 gi|219846305|ref|NR_025895.1| Geobacter 
train GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
4124345 4124433 5 93 gi|219846134|ref|NR_025724.1| Volucribacter 
in Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
4241696 4241780 9 93 gi|219846041|ref|NR_025631.1| Methylobacterium 
GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
16259 16334 17 92 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
aetes; Spirochaetales; Leptospiraceae; Leptospira. 
621018 621097 17 95 gi|265678638|ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 


hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 


269312 Bacteria_16S 


HEL-45 16S riboso 


strain DSM 2665 1 


1379896 1379971 18 
mal RNA, partial sequence 


93 gi 


2015115 2015190 18 93 gi 


228717469 


1378686 1380064 Ocean 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
269312 Bacteria_16S 


hodobacter 
219878186 


6S ribosomal RNA, partial sequence 2013915 20153 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 


ref 
ibul 


NR_027563.1 
bus indolife 
aceae; Oceanibulbus. 

ref|NR_025325.1| Hyphomonas polymorpha 
24 Hyphomonas polymorpha Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

269312 Bacteria_16S 2527943 2528032 4 93 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

269312 Bacteria_16S 2537054 2537129 18 93 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

269312 Bacteria_16S 2538412 2538487 18 93 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 


strain VP-6 16S r 


ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


269312 Bacteria_16S 


strain MHS-2 16S 


2541147 2541222 18 93 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


269312 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


269312 Bacteria_16S 


strain B9 16S rib 


2708512 2708599 9 95 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


3899118 3899193 18 
osomal RNA, partial sequence 


93 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


269312 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


269312 Bacteria_16S 


strain KMM 3554 1 


4167376 4167451 18 93 gi 
KMM 3584 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 
4168858 4168933 18 


93 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


269312 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


269312 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


269312 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


269312 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


269312 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


269312 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


269312 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


269312 Bacteria_16S 


strain AMX51 16S 


102718 102804 9 95 gi 
strain L420-91 16S ribosomal RNA, part 
Bacteria; Firmicutes; Bacillales; Paen 


376408 376494 9 
ain XIL14 16S ribosomal RNA, complete 

teria; Firmicutes; Bacillales; Paeniba 
393360 393446 9 95 gi 
in 2301065 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Paenibac 
433504 433590 9 95 gi 


95 gi 


GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
701295 701381 9 95 gi 


ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
702782 702868 9 95 

ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
762565 762651 9 95 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; 

797915 798001 9 95 


gi 


Paenibac 
gi 


strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
843722 843796 19 93 gi 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


269312 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


269312 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


269312 Bacteria_16S 


danicus strain DB 


899742 899828 9 95 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
910516 910594 17 95 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
1009102 1009188 9 95 gi 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1035041 1035127 9 95 gi 
4 16S ribosomal RNA, partial sequence 


Paenibacillus. 


2537193 25385 


yphomonada 
219857350 


2539981 25412 


6S ribosomal RNA, partial sequence 4167649 41690 


46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas 
ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 


yphomonadaceae; Hyphomonas. 

219857183 |ref|NR_024811.1| Hydrogenimonas 
sequence 2707242 2708663 Hydrogenimonas 
eria; Campylobacterales; Hydrogenimonaceae; 

219846296|ref|NR_025886.1| Ahrensia kielensis 
3897893 3899299 Ahrensia kielensis Bacteria; 
hodobacteraceae; Ahrensia. 
219846102|ref|NR_025692.1| Sulfitobacter 
quence 4166170 4167598 Sulfitobacter 
; Rhodobacterales; Rhodobacteraceae; 
219846101|ref|NR_025691.1| Sulfitobacter dubius 
78 Sulfitobacter dubius Bacteria; 
hodobacteraceae; Sulfitobacter. 
265678995|ref|NR_029303.1]| Aneurinibacillus 
ial sequence 101441 102925 Aneurinibacillus 
ibacillaceae; Aneurinibacillus group; 
265678804|ref|NR_029109.1| Paenibacillus 
sequence 375101 376646 Paenibacillus 
cillaceae; Paenibacillus. 
265678793|ref|NR_029098.1| Paenibacillus 
sequence 392074 393575 Paenibacillus 
illaceae; Paenibacillus. 
265678766|ref|NR_029071.1| Paenibacillus 
ence 432196 433742 Paenibacillus favisporus 
nibacillus. 
265678582 |ref|NR_028887.1| Paenibacillus odorifer 
699985 701422 Paenibacillus odorifer Bacteria; 
265678581|ref|NR_028886.1| Paenibacillus graminis 
701473 702909 Paenibacillus graminis Bacteria; 
265678538 |ref|NR_028842.1| Paenibacillus 
quence 761257 762788 Paenibacillus 
illaceae; Paenibacillus. 
265678514|ref|NR_028817.1| Paenibacillus 
al sequence 796606 798156 Paenibacillus 
nibacillaceae; Paenibacillus. 
265678484|ref|NR_028787.1| Bosea minatitlanensis 
842468 843949 Bosea minatitlanensis Bacteria; 
rhizobiaceae; Bosea. 
265678445 |ref|NR_028747.1| Paenibacillus 
nce 898427 899962 Paenibacillus koreensis 
nibacillus. 
265678438|ref|NR_028740.1| Clostridium 
quence 909211 910743 Clostridium 
iales; Clostridiaceae; Clostridium. 
265678372|ref|NR_028674.1| Bacillus edaphicus 
1007814 1009265 Bacillus edaphicus Bacteria; 
265678355|ref|NR_028657.1| Aneurinibacillus 
1033771 1035187 Aneurinibacillus danicus 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 


269312 Bacteria_ 


radiopugnans ATC 
19172 Bacteria; 


269312 Bacteria_ 


strain ATCC 2917 
29176 Bacteria; 


269312 Bacteria_ 


nodulans strain 
nodulans ORS 206 


Methylobacterium. 
269312 Bacteria_ 


strain TN-272 16 
Firmicutes; Clos 


269312 Bacteria_ 


saccharolyticum 
WM1 Bacteria; Fi 


269312 Bacteria_ 


51271 
Firmicutes; 


16S riboso 
Clos 


269312 Bacteria_ 


xylanivorans str 
xylanivorans Bac 


269312 Bacteria_ 


agaridevorans st 
agaridevorans Ba 


269312 Bacteria_ 


agarexedens stra 
agarexedens Bact 


269312 Bacteria_ 


stellifer strain 
Bacteria; Firmic 


269312 Bacteria_ 


azoreducens stra 
Bacteria; Firmic 


269312 Bacteria_ 


strain LMG 12370 
Firmicutes; Baci 


269312 Bacteria_ 


strain KK19 16S 
Firmicutes; Baci 


269312 Bacteria_ 


xylanilyticus st 
xylanilyticus Ba 


269312 Bacteria_ 


daejeonensis str 
daejeonensis Bac 


269312 Bacteria_ 


granivorans stra 
Bacteria; Firmic 


269312 Bacteria_ 


chinjuensis stra 
Bacteria; Firmic 


269312 Bacteria_ 


strain Z-2189 16 
Firmicutes; Clos 


269312 Bacteria_ 


campinasensis st 
campinasensis Ba 


269312 Bacteria_ 


psychrotolerans 
psychrotolerans 


269312 Bacteria_ 


glycanilyticus s 
glycanilyticus B 


269312 Bacteria_ 


cateniformis str 
cateniformis Bac 
Coprobacillus. 


269312 Bacteria_ 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 


16S 1260131 1260213 11 93 gi 
C 19172 16S ribosomal RNA, partial sequ 
Deinococcus-Thermus; Deinococci; Deinoc 
16S 1364677 1364755 17 95 gi 
6 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
16S 1397824 1397898 19 93 gi 
(0) 
0 Bacteria; Proteobacteria; Alphaproteo 
16S 1409808 1409886 17 95 

S ribosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 
16S 1492030 1492108 17 95 gi 
WM1 16S ribosomal RNA, partial sequence 
rmicutes; Clostridia; Clostridiales; Cl 
16S 1499543 149962117 95 gi 
mal RNA, complete sequence 
tridia; Clostridiales; Lachnospiraceae; 
16S 1734886 1734964 17 95 gi 
ain Mz 5 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostrid 
16S 1778842 1778928 9 95 gi 
rain DSM 1355 16S ribosomal RNA, partia 
cteria; Firmicutes; Bacillales; Paeniba 
16S 1780392 1780478 9 95 gi 
in DSM 1327 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibaci 
16S 1801507 1801593 9 95 gi 
IS1 16S ribosomal RNA, partial sequenc 
utes; Bacillales; Paenibacillaceae; Pae 
16S 1915656 1915742 9 95 gi 
in CM1 16S ribosomal RNA, partial seque 
utes; Bacillales; Paenibacillaceae; Pae 
16S 2039090 2039176 9 95 gi 


gi 


llales; Bacillaceae; Virgibacillus. 
16S 2048478 2048564 9 95 
ribosomal RNA, complete sequence 
llales; Paenibacillaceae; 
16S 2071441 2071527 9 
rain XE 16S ribosomal RNA, complete seq 
cteria; Firmicutes; Bacillales; Paeniba 
16S 2226056 2226142 9 95 gi 
ain AM141 16S ribosomal RNA, partial se 
teria; Firmicutes; Bacillales; Paenibac 
16S 2346086 2346172 9 95 gi 
in A30 16S ribosomal RNA, partial seque 
utes; Bacillales; Paenibacillaceae; Pae 
16S 2432677 2432763 9 95 gi 
in WN9 16S ribosomal RNA, partial seque 
utes; Bacillales; Paenibacillaceae; Pae 
16S 2467676 2467754 17 95 gi 
S ribosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 
16S 2643912 2643998 9 95 gi 
rain 324 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Paeniba 
16S 2681538 2681624 9 95 gi 
strain IDR2-2 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Lactobacillales; 
16S 2779025 27791119 95 gi 
train DS-1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Paenib 
16S 2818083 2818161 15 93 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


gi 


Paenibacillus 
95 gi 


a 
% 


16S 2860898 2860972 19 93 gi 


RS 2060 16S ribosomal RNA, partial seq 


en 


oc 


Ru 


ue 
ba 


cl 


os 


c 


ue 
ia 


1 
ci 


se 
11 


e 
ni 


nc 
ni 


ue 
ci 


qu 
il 


nc 
ni 


ne 


ni 


cl 


ue 
ci 


1 
Ca 


eq 
ac 


1 
si 


219846811 


228719063 


228715764 


224581401 
1408524 14099 
219846902 
219846656 
1498269 1499735 Caton 
219878385 
219878351 
219878350 
219878335 
219878252 
219878169 


16S ribosomal RNA, partial sequence 2037802 20393 


219878160 


2047168 20487 


219878143 


219857582 


219857497 


219857436 


219857405 


2466381 24678 


219857229 


219857202 


219857131 


219856912 


ref 
ce 12588 
cales; Deino 
ref 
13634 
minococcacea 
ref 
nce 
cteria; Rhiz 
ref 
ostridium. 
ref 
14907 
tridiaceae; 
ref 
ella 
atonella. 
ref 
nce 
les; hnos 
ref 


Lac 


sequence 
llaceae; Pae 
ref 
quence 
aceae; Paeni 


ref 


P 


18002 
bacillus. 
ref 


e 19143 
bacillus. 
ref 


ref 


ref 
nce 
llaceae; The 
ref 
ence 
laceae; Paen 
ref 
e 23447 
bacillus. 
ref 
e 24314 
bacillus 


ref 
ostridium. 
ref 
nce 
llaceae; Pae 
ref 
sequence 
rnobacteriac 
ref 
uence 
illaceae 


7 Pa 
ref 
sequence 


pelotrichale 


219856884 


ref 


78 1260346 Deino 


15 1364816 Rumin 


1396599 13980 


49 1492247 Clost 


1733638 17350 


1777548 17790 


1779107 17806 


19 1801737 Paeni 


61 1915860 Paeni 


07 Virgibacillus 


07 Paenibacillus 


2070125 207167 


2224766 222627 


86 2346268 Paenib 


10 2432897 Paenib 


2642624 264413 


2680270 268176 


2777747 277920 


2816799 281828 


NR_026403.1 


coccaceae; D 
NR_027579.1 
° 
e; Ruminococ 
NR_027539.1 
3 
obiales; Met 


NR_024719.1 


NR_026494.1 
xr 
Clostridium. 
NR_026248.1 
morbi ATCC 


NR_025524.1 
7 
piraceae; Ps 
NR_025490.1 
5 
nibacillus. 
NR_025489.1 
1 
bacillus. 
NR_025474.1 
b 


NR_025391.1 
b 


NR_025308.1 


NR_025299.1 


NR_025282.1 


rmobacillus. 
NR_025170.1 


ibacillus. 
NR_025085.1 
NR_025024.1 


NR_024993.1 


NR_024857.1 


nibacillus. 
NR_024830.1 


eae; Alkalib 
NR_024759.1 


enibacillus. 
NR_024733.1 


Ss; Erysipelo 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 

Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Clostridium 
idium saccharolyticum 


Catonella morbi ATCC 
51271 Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 

Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Paenibacillus 
acillus stellifer 


Paenibacillus 
acillus azoreducens 


Virgibacillus proomii 
proomii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Thermobacillus 
8 Thermobacillus 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus granivorans 


Paenibacillus 
acillus chinjuensis 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Paenibacillus 
1 Paenibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Paenibacillus 
8 Paenibacillus 


Coprobacillus 
3 Coprobacillus 


trichaceae; 


Pseudomonas 


NR_024703.1 
285967 


1 2861120 Pseudomonas 


carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 


269312 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


269312 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


269312 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


269312 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


269312 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


269312 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


269312 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


269312 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


269312 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


269312 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


269312 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


269312 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


269312 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


269312 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


269312 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


269312 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


269312 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


269312 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


269312 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; Clost 


269312 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


269312 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


269312 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


269312 Bacteria_16S 
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269312 Bacteria_16S 


azurea strain NA1 


2976740 2976826 9 

osomal RNA, partial sequence 
ridia; Clostridiales; 
3001158 3001244 9 


95 gi 


Clostridiaceae; Cl 
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Se 
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cteria; Firmicutes; Clostridia; Clostr 
3812068 3812154 9 95 gi 
£3 16S ribosomal RNA, partial sequence 
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sp 


al 
st 


se 
a; 


cl 


al 
id 


eC; 


ue 
te 
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ribosomal RNA, partial sequence 
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16S ribosomal RNA, partial sequence 
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3905141 3905227 9 95 gi 
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gi 


Se 


I 
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ac 
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34 16S ribosomal RNA, partial sequence 
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eq 
ac 


al 
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uence 
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73 3297834 Pseud 
Pseudobutyrivi 
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ae 


3 
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s 
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46 Desulfotomaculum 
Anaerococcus octavius 
octavius Bacteria; 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora 


269312 Bacteria_16S 


strain 58/1971 16 
Firmicutes; Bacil 


269312 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


269312 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


269312 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


269312 Bacteria_16S 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


269312 Bacteria_16S 
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269312 Bacteria_16S 
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269312 Bacteria_16S 
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269312 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


269312 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


269312 Bacteria_16S 
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269312 Bacteria_16S 
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269312 Bacteria_16S 


vancoresmycina st 
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269312 Bacteria_16S 
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269312 Bacteria_16S 
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269312 Bacteria_16S 
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269312 Bacteria_16S 1969041 1969130 4 93 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 
269312 Bacteria_16S 2045338 2045427 5 93 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteimonas mephitis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 

269312 Bacteria_16S 2139867 2139952 9 93 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
269312 Bacteria_16S 2573149 2573226 17 94 gi| 219857286 |ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
269312 Bacteria_16S 2610078 2610163 9 93 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
269312 Bacteria_16S 2613178 2613263 9 93 gi|219857257|ref|NR_024888.1] Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
269312 Bacteria_16S 2625540 2625629 5 93 gi| 219857248 |ref|NR_024878.1| Rhodanobacter 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Rhodanobacter. 


269312 Bacteria_16S 2703969 2704054 9 93 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

269312 Bacteria_16S 2837798 2837882 9 93 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

269312 Bacteria_16S 4069830 4069923 1 93 gi|219846173|ref|NR_025763.1| Aquicella lusitana 


strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 


269312 Bacteria_16S 8740 8823 9 93 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

269312 Bacteria_16S 63376 63460 9 93 gi|265679022|ref|NR_029330.1| Rhizobium sullae 


strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
269312 Bacteria_16S 78378 78466 5 93 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 
269312 Bacteria_16S 96557 96645 5 93 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 


269312 Bacteria_16S 101151 101235 9 93 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

269312 Bacteria_16S 122673 122749 17 93 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 


269312 Bacteria_16S 152910 152986 17 93 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

269312 Bacteria_16S 200291 200367 17 93 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 


acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 


269312 Bacteria_16S 220482 220566 9 93 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

269312 Bacteria_16S 261367 261451 9 93 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
269312 Bacteria_16S 273459 273543 9 93 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 


CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

269312 Bacteria_16S 299268 299344 17 93 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 


269312 Bacteria_16S 321996 322080 9 93 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 416568 416652 9 93 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
269312 Bacteria_16S 476437 476509 20 92 gi|265678734|ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

269312 Bacteria_16S 526909 526993 9 93 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

269312 Bacteria_16S 532965 533049 9 93 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 607218 607302 9 93 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

269312 Bacteria_16S 666561 666637 17 93 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

269312 Bacteria_16S 678745 678829 9 93 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

269312 Bacteria_16S 680189 680273 9 93 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
269312 Bacteria_16S 719340 719424 9 93 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

269312 Bacteria_16S 794811 794895 9 93 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
269312 Bacteria_16S 840752 840836 9 93 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

269312 Bacteria_16S 858825 858913 5 93 gi|265678473|ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
269312 Bacteria_16S 860394 860470 17 93 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

269312 Bacteria_16S 905909 905993 9 93 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

269312 Bacteria_16S 923002 923078 17 93 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

269312 Bacteria_16S 924573 924649 17 93 gi| 265678429 |ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
269312 Bacteria_16S 926115 926191 17 93 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

269312 Bacteria_16S 958561 958645 9 93 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

269312 Bacteria_16S 993930 994006 17 93 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

269312 Bacteria_16S 1015147 1015239 1 93 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
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269312 Bacteria_16S 1703010 1703094 9 93 gi| 219878406 |ref|NR_025545.1 
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TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3960578 3960662 9 
osomal RNA, partial sequence 
laceae; Bacillus. 

3968080 3968164 9 

6S ribosomal RNA, 


93 gi 


93 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


269312 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


269312 Bacteria_16S 


strain SW-154 16S 
Proteobacteria; G 


3994396 3994480 9 93 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4018358 4018450 1 93 


gi 


gi 


3099595 3101003 Fackl 


6S ribosomal RNA, partial sequence 3535585 35370 


3629961 36314 


6S ribosomal RNA, partial sequence 3683303 36847 


3761076 37625 


3788062 3789489 Ehrli 


3800153 38015 


3934247 39357 


3959295 39607 


complete sequence 3966839 39683 


3993148 39945 


219846866 
quence 
naerobacte 


219846855 


219846834 
sequence 
ia; Rhizob 


v 


219846815 
ce 31599 


219846759 
quence 
; Desulfov 
219846676 
sequence 
e; Marinoc 
219846562 
sequence 
ria; Desul 


219846552 


219846498 
36104 


219846485 
; Geobacte 
219846483 
al sequenc 
obacteria; 


219846448 


llaceae; O 
219846391 
; Geobacte 
219846383 
quence 
cteria; De 
219846371 


rlichia. 
219846362 


obacteriac 
219846270 


kettsiacea 
219846266 
equence 

a; Rhizobi 


219846252 


219846247 


obacteriac 
219846229 


omonadales; 


NR_026458.1 
6 
s; Thermoana 
ref 
amia 


NR_026447.1 
ignava Bact 


NR_026426.1 
131100 313253 
iales; Phyllobac 


ref 


Ww 


ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026351.1 

3241884 324339 
ibrionales; Desu 


ref|NR_026268.1 
3360383 336190 
occus. 
ref|NR_026154.1 
3520389 352188 
furomonadales; P 


ref|NR_026144.1 


ref|NR_026090.1 
51 3611882 Planoc 
ref|NR_026077.1 
raceae; Geobacte 
ref|NR_026075.1 


e 3633011 363447 
Aeromonadales; 


ref |NR_026039.1 


bactrum. 
NR_025982.1 


chro. 
ref 


raceae; Geobacte 
ref |NR_025974.1 

3771473 377289 
sulfuromonadales 


ref 
chia 


NR_025962.1 
muris Bacte 


ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025860.1 
e; Rickettsieae; 
ref|NR_025856.1 

3938625 394003 
ales; Methylobac 


ref |NR_025842.1 


ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025819.1 


219846211 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 


77 Bacillus firmus Bacteria; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 

Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Marinococcus 
2 Marinococcus 


Pelobacter 
2 Pelobacter 


elobacteraceae; 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 

Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Ochrobactrum anthropi 


56 Ochrobactrum anthropi Bacteria; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 
Geobacter 

0 Geobacter 

Geobacteraceae; 


, 


Ehrlichia muris strain 
ria; Proteobacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Bacillus firmus strain 
Firmicutes; 


Mesorhizobium loti 
loti Bacteria; 

um. 

Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


ref |NR_025801.1 


Kangiella aquimarina 


4017086 4018581 Kangiella aquimarina Bacteria; 


269312 Bacteria_16S 4041266 4041350 9 93 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 4042724 4042808 9 93 gi|219846195|ref|NR_025785.1 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 4045750 4045842 1 93 gi|219846190|ref|NR_025780.1 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 40459 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
269312 Bacteria_16S 4048827 4048919 1 93 gi|219846188|ref|NR_025778.1 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

269312 Bacteria_16S 4066854 4066942 5 93 gi|219846175|ref|NR_025765.1 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
269312 Bacteria_16S 4133444 4133528 9 93 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

269312 Bacteria_16S 4165954 4166030 17 93 gi|219846104|ref|NR_025694.1 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 416611 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales 
Desulfatibacillum. 

269312 Bacteria_16S 4197920 4198004 9 93 gi|219846077|ref|NR_025667.1 


strain G2 16S rib 
Firmicutes; Bacil 


269312 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


269312 Bacteria_16S 


strain Ekho Lake- 


269312 Bacteria_16S 


strain Hbl 16S ri 


Proteobacteria; E 


269312 Bacteria_16S 


strain R85-13-6 1 


Proteobacteria; E 


269312 Bacteria_16S 


lales; Bacillaceae; Geobacillus. 
38983 39058 18 93 gi|265679038|ref|NR_029346.1 
162 16S ribosomal RNA, partial sequence 37787 39128 Sulfit 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 
276554 276633 17 95 gi|265678876|ref|NR_029182.1 
bosomal RNA, partial sequence 275297 276761 Helicobacter 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
296329 296408 17 95 gi| 265678863 |ref|NR_029169.1 
6S ribosomal RNA, partial sequence 295056 296536 Helicobacter 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
808736 808815 15 93 gi| 265678507 |ref|NR_028810.1 
KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactob 


ingluviei strain 


Bacteria; Firmicu 


269312 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


269312 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


269312 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


269312 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


269312 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


269312 Bacteria_16S 


strain VP-5 16S r 
Proteobacteria; A 


269312 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


269312 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


269312 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 
4212952 4213036 9 93 
bosomal RNA, complete sequence 


gi 


Lactobacillaceae; 


92 gi 


tes; Lactobacillales; 


970807 970894 5 
cteria; Proteobacteria; Deltaproteobac 
1128700 1128779 17 95 gi 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


1614551 1614626 20 95 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
2293282 229336117 95 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2332516 2332595 17 95 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


Ss; 


s 
ri 


2539817 2539892 18 93 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
3802888 3802967 17 95 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


gi 


YP 


Ss; 


ria; 


id 


a; 


3822813 3822892 17 95 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
40492 40570 iy 95 gi 
F-2 16S ribosomal RNA, complete seque 
tes; Bacillales; Staphylococcus. 
184952 185030 17 95 

1 RNA, partial sequence 
ridia; Clostridiales; 


Ss; 


gi 


Clostridiaceae; 


4196627 41980 


219846067 
4211641 42131 


Lactobac 
265678397 
rain JJ 16S ribosomal RNA, partial sequence 
teria; 


253680771 
1 sequence 
Campy 


219878467 


16132 


iales Family 
219857536 


22920 


Helicob 
219857508 
equence 
Campy 


219857351 
2538597 25399 
homonada 
219846361 
3801626 38030 
Helicob 
219846348 
3821543 38230 
Helicob 
265679037 
nce 


39179 


265678940 
183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Clostridium. 


Des 


08 Anoxybacillus 


ref|NR_025657.1 


illus. 
ref|NR_028699.1 

969528 971049 
ulfovibrionales; 


ref|NR_028019.1 
127427 112890 


lobacterales; He 


R 


ref|NR_025606.1 
59 1614770 Helcoc 
XI. Incerta 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


ref |NR_024939.1 


ceae; Hyphomona 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref|NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref |NR_029345.1 

40723 Staphy 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Alicyclobacillus 
lobacillus vulcanalis 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Halobacillus locisalis 


locisalis Bacteria; 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 
Anoxybacillus gonensis 
gonensis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Lactobacillus 
acillus ingluviei 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Helcococcus sueciensis 
occus sueciensis 
e Sedis; Helcococcus. 

Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 
4 Helicobacter 
licobacteraceae; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
s. 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Staphylococcus 
lococcus condimenti 


ref|NR_029248.1 


Clostridium nexile DSM 


269312 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


269312 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


269312 Bacteria_16S 


strain E7107 16S 


201858 201944 9 

osomal RNA, partial sequence 
ridia; Clostridiales; 
255500 255574 19 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
447367 447449 11 93 gi 
ribosomal RNA, partial sequence 


95 gi 


93 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


269312 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


269312 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


269312 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
269312 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


269312 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


269312 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


269312 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


269312 Bacteria_16S 


34635 16S ribosom 
Alphaproteobacter 


269312 Bacteria_16S 


34614 16S ribosom 
Alphaproteobacter 


269312 Bacteria_16S 


succinus subsp. s 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


269312 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


269312 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


269312 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


269312 Bacteria_16S 


strain 01-570-1 1 


Staphylococcus succinus subsp. 
269312 Bacteria_16S 


453536 453614 17 95 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
455135 455213 17 95 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
529991 530073 11 93 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
540625 540703 15 93 gi 
BI 114 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
542153 542231 17 95 gi 
CW1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
543678 543728 9 59 
osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
681702 681796 1 95 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
683107 683201 1 95 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
759581 759675 1 95 gi 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
825463 825537 19 93 gi 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826965 827039 19 93 gi 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
1019702 1019780 17 95 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


gi 


gi 


gi 


gi 


1057854 1057928 19 93 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1059427 1059477 9 59 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1071449 1071523 19 93 gi 


lphaproteobacteria; Rhodospirillales; 

1207463 1207541 15 93 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1220897 1220983 9 95 gi 


Clostridiales Fa 


succinus Bacteria; 


265678929 


200572 20203 


mily XI. I 
265678892 


254252 255652 Afipi 


ipia. 
265678757 


446125 44760 


Acetobacte 
265678752 


452220 45376 


265678751 


453819 45536 


265678699 


528726 53019 


ccaceae; D 
265678692 
ence 53938 
coccaceae; 
265678691 
ce 54086 


265678690 


542382 54390 


Deferriba 
265678595 


680477 68183 


eriaceae; 
265678594 
68188 
eriaceae; 
265678540 


758305 75981 


eriaceae; 
265678496 


824212 825662 Bosea 


sea. 
265678495 


825713 827158 Bosea 


sea. 
265678365 
A, complet 


265678339 
al sequenc 
eria; Rhiz 


265678338 
quence 

les; Defer 
265678330 


16S ribosomal RNA, partial sequence 1070184 10716 


Rhodospiri 
228715354 
12061 
richales; 
219878362 


6S ribosomal RNA, partial sequence 1219617 12211 


Firmicutes; 


ref|NR_029237.1| Helcococcus kunzii 

6 Helcococcus kunzii Bacteria; 

ncertae Sedis; Helcococcus. 
ref|NR_029200.1| Afipia broomeae strain 
a broomeae Bacteria; Proteobacteria; 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029057.1| Macrococcus lamae 

8 Macrococcus lamae Bacteria; 


ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 


ref|NR_029004.1| Deinococcus indicus 

2 Deinococcus indicus Bacteria; 

einococcus. 

ref |NR_028997.1| Subdoligranulum 

4 540811 Subdoligranulum variabile 

Subdoligranulum. 

ref|NR_028996.1| Staphylococcus 

2 542331 Staphylococcus nepalensis 

ref|NR_028995.1| Deferribacter abyssi 

0 Deferribacter abyssi Bacteria; 

cter. 

ref|NR_028900.1| Neisseria animalis 

1 Neisseria animalis Bacteria; 

Neisseria. 

ref|NR_028899.1| Neisseria lactamica 

2 683236 Neisseria lactamica Bacteria; 

Neisseria. 

ref|NR_028844.1| Alysiella filiformis 

5 Alysiella filiformis Bacteria; 

Alysiella. 

ref|NR_028799.1| Bosea vestrisii strain 

vestrisii Bacteria; Proteobacteria; 

ref|NR_028798.1| Bosea eneae strain 

eneae Bacteria; Proteobacteria; 

ref|NR_028667.1| Staphylococcus 

e sequence 1018386 1019933 

Bacillales; Staphylococcus. 

ref|NR_028641.1| Rhodopseudomonas 

e 1056603 1058087 Rhodopseudomonas 

obiales; Bradyrhizobiaceae; 

ref|NR_028640.1| Deferribacter 
1058138 1059573 Deferribacter 

ribacteraceae; Deferribacter. 

ref|NR_028632.1| Tistrella mobilis 

36 Tistrella mobilis Bacteria; 

llaceae; Tistrella. 

ref|NR_027526.1| Catenibacterium 

79 1207663 Catenibacterium mitsuokai DSM 

Erysipelotrichaceae; Catenibacterium. 

ref|NR_025501.1| Allofustis seminis 


16 Allofustis seminis Bacteria; 


Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 

269312 Bacteria_16S 1285626 1285704 17 95 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

269312 Bacteria_16S 1287183 1287261 17 95 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

269312 Bacteria_16S 1294776 1294854 17 95 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

269312 Bacteria_16S 1320613 1320691 17 95 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 


capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; 


Stap 


hylococcus. 


269312 Bacteria_16S 


Cc 
Cc 


carnosus subsp. 
carnosus subsp. 


269312 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


269312 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


strain GD521 16S 
Firmicutes; Bacil 


269312 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 
269312 
sciuri str 
sciuri Bac 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


269312 Bacteria_16S 


ATCC 
ATCC 


49176 strain 
49176 Bacter 


269312 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


strain CM243 16S 


sulfidifaciens st 
sulfidifaciens Ba 


269312 Bacteria_16S 
in CCUG 43001 16S ribosomal RNA, parti 


sanguinicola stra 
sanguinicola Bact 


269312 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


269312 Bacteria_16S 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


jannaschiana stra 
jannaschiana Bact 


269312 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


269312 Bacteria_16S 


strain ICPB 3636 


Proteobacteria; B 


269312 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


olivapovliticus s 
olivapovliticus B 


269312 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


269312 Bacteria_16S 


strain MHS-3 16S 


strain hl 16S rib 


kitasatonis strai 
kitasatonis Bacte 


269312 Bacteria_16S 
train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


psychrotolerans s 
psychrotolerans B 


Bacteria_16S 
ain DSM 20345 16S ribosomal RNA, 
Bacillales; 
Bacteria_16S 
train ATCC 25295 16S ribosomal RNA, 
longata Bacteria; Proteobacteria; Betaproteobact 


1322155 1322233 17 


arnosus Bacteria; 
1366108 1366182 19 


1391767 1391841 19 


1434346 1434424 17 
lales; Staphylococcus. 
1435866 1435952 9 
tes; Bacillales; 
1479867 1479945 17 
teria; Firmicutes; 
1508449 1508543 1 


1511572 1511650 17 


Firmicutes; 
1573263 1573337 19 


ia; 


1616030 1616104 19 


1855006 1855084 17 


cteria; Firmicutes; 
1909593 1909679 9 


Firmicutes; 
1943130 1943216 9 


eria; 


lales; Paenibacillaceae; 
2013656 2013730 19 


2022507 2022581 19 


2265901 2265995 1 


2302160 2302234 19 


2449458 2449544 9 


acteria; Firmicutes; 
2466098 2466176 15 
16S ribosomal RNA, 
tes; Lactobacillales; 
2542553 2542627 19 


2631657 2631731 19 


2705426 2705504 15 


Firmicutes; 
2732673 2732759 9 


ria; 


acteria; Firmicutes; 


269312 Bacteria_16S 
koleovorans strain TB 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicu 


2789640 2789726 9 


tes; Bacillales; 


95 


arnosus strain 361 16S ribosomal RNA, 
Firmicutes; 


93 


in X14 16S ribosomal RNA, partial sequence 13648 
acteria; Alphaproteobacteria; Rhizobia 


93 


503 16S ribosomal RNA, partial sequenc 
; Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 


95 


ribosomal RNA, partial sequence 


n 20CM 16S ribosomal RNA, partial sequ 
Paenibacillaceae; 


GIFU 12707 16S ribosomal RNA, 
Lactobacillales; Aeroc 


c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
269312 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
269312 Bacteria_16S 
rain CCUG 44365 16S ribosomal RNA, parti 


16S ribosomal RNA, partial sequence 1941853 19433 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 


16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neiss 


93 
23 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
269312 Bacteria_16S 
train WW2-SN4a 16S ribosomal RNA, part 
Lactobacillales; 


95 


93 


complete sequence 
Lactobacillaceae; 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
269312 Bacteria_16S 


93 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
269312 Bacteria_16S 
n JCM 1039 16S ribosomal RNA, partial 
Lactobacillales; 


93 


95 


95 


228715346 
partial se 
es; Staphy 
228719040 


gi 


Bacillal 
gi 


les; Brady 
228716336 
e 13905 
Parvularc 
gi| 224581433 
1433051 14345 


gi 


95 gi|224581431|ref|NR_027213.1 

ence 1434576 1436085 Paenib 
Paenibacillus. 

95 gi| 219878381 |ref|NR_025520.1 

complete sequence 1478573 148010 

Staphylococcus. 

95 gi| 219846303 |ref|NR_025893.1 

complete sequence 150715 

eria; Neisserial 

95 gi| 219846273 |ref|NR_025863.1 

complete sequence 1510256 151166 
occaceae; Abiotrophia. 

93 gi| 219857383 |ref|NR_024971.1 

1572032 1573475 Rhodop 
les; Bradyrhizobiaceae; Rh 

93 gi|219878466|ref|NR_025605.1 

1614821 16162 
aulobacteraceae; Woodshole 

95 gi| 219878298 |ref|NR_025437.1 

al sequence 185372 
Lactobacillales; Aerococcaceae; Globicatell 
95 gi| 219878257 |ref|NR_025396.1 
al sequence 1908318 190981 
Lactobacillales; Aerococcaceae; Aerococcus. 
95 gi| 219878233 |ref|NR_025372.1 
47 Paenibacillus 
Paenibacillus. 

93 gi| 219878187 |ref|NR_025326.1 
al sequence 2012455 201386 
ria; Rhodobacterales; Hyph 

93 gi|219878181|ref|NR_025320.1 

2021281 2022719 Caulob 
terales; Caulobacteraceae; 

95 gi| 219857556 |ref|NR_025144.1 


eriaceae; 
gi| 219857529 
00928 2302353 Afipi 
ipia. 
219857420 
ial sequen 
Carnobacte 
219857406 
24647 
Lactobac 
gi| 219857349 
2541332 25426 


gi 


gi 


gi|219857238 
2630432 26317 


219857185 
sequence 
Lactobacillace 

gi|219857166 
sequence 
Carnobacte 


gi 


ref|NR_027518.1 
quence 132084 
lococcus. 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027215.1 


Simonsiella. 
ref|NR_025117.1 
a birgiae Bacter 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024937.1 


ceae; Hyphomona 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref |NR_024813.1 
2704122 270562 
ae; Lactobacillu 
ref|NR_024794.1 
2731401 273285 
riaceae; Marinil 


gi| 219857124 


Paenibacillus 


a. 


Staphylococcus 
2 1322334 Staphylococcus 


Nitrobacter 
acter hamburgensis X14 
trobacter. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Paenibacillus 
acillus antarcticus 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Globicatella 
6 1855215 Globicatella 


Aerococcus 
6 Aerococcus 


Paenibacillus cookii 
cookii Bacteria; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Lactobacillus mucosae 
acillus mucosae 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Ss. 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Lactobacillus 
7 Lactobacillus 
s. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 


ref|NR_024752.1 


Paenibacillus 


2788365 2789727 Paenibacillus koleovorans 


269312 Bacteria_16S 2908508 2908586 17 95 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

269312 Bacteria_16S 2910054 2910132 17 95 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

269312 Bacteria_16S 2911598 2911676 17 95 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

269312 Bacteria_16S 2913140 2913218 17 95 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

269312 Bacteria_16S 2914684 2914762 17 95 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

269312 Bacteria_16S 2916227 2916305 17 95 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

269312 Bacteria_16S 2917769 2917847 17 95 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

269312 Bacteria_16S 2922367 2922445 17 95 gi|219856842|/ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

269312 Bacteria_16S 2929777 2929851 19 93 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 


strain IFO 13613 


269312 Bacteria_16S 
DSM 
Deinococcus-Thermus; 
269312 Bacteria_16S 


radiodurans strain DSM 20539 16S ribosomal RNA, partial 


radiodurans Bacteria; 
269312 Bacteria_16S 
strain DSM 10022 
Firmicutes; Clost 
269312 Bacteria_16S 
strain DSM 8721 1 
Firmicutes; Bacil 
269312 Bacteria_16S 
strain DSM 8716 1 
Firmicutes; Bacil 
269312 Bacteria_16S 
strain NCTC 83785 
Bacteria; Proteob 
269312 Bacteria_16S 
thermophilus stra 
thermophilus Bacteria; 
269312 Bacteria_16S 
flavefaciens stra 
Bacteria; Firmicutes; 
269312 Bacteria_16S 
strain AW 25 16S 
Firmicutes; Bacil 
269312 Bacteria_16S 
strain CDC 8142 1 
Proteobacteria; 
269312 Bacteria_16S 
strain N 155 16S 
Proteobacteria; 
269312 Bacteria_16S 


Deinococci; 


3147371 3147453 11 


3168761 3168843 11 


Deinococcus-Thermus; 
3230913 3230999 9 


Clostridiales; 
3539996 3540082 9 


Bacillaceae; Bacill 
3543123 3543209 9 


Bacillaceae; Bacill 
3628075 3628169 1 
3678602 3678652 9 


Deferribacteres; 
3831981 3832059 15 


Clostridia; 
3845521 3845599 17 


Staphylococcus. 
3875860 3875954 1 


3889855 3889949 1 


3891392 3891486 1 


UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 
269312 Bacteria_16S 


3945677 3945751 19 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


11303 16S ribosomal RNA, partial sequence 
Deinococcales; 


locystaceae; 


56 Terasakiella pusilla Bacteria; 


Terasakiella. 


93 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcaceae; Deinococcus. 
93 gi|219846809|ref|NR_026401.1| Deinococcus 
sequence 3167516 3168981 Deinococcus 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
95 gi|219846767|ref|NR_026359.1| Peptoniphilus ivorii 


16S ribosomal RNA, partial sequence 3229651 32311 
ridia; 


6S ribosomal RNA, partial sequence 
lales; 


6S ribosomal RNA, partial sequence 
lales; 


Clostridiales Family XI. I 
95 gi| 219846550 
3538695 35402 

us. 
95 gi| 219846548 
3541838 35433 

us. 


95 


16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 


59 


in BMA1 16S ribosomal RNA, partial sequence 
Deferribacteral 


93 


in C94 16S ribosomal RNA, partial sequ 
Clostridiales; 


95 


ribosomal RNA, partial sequence 
lales; 


95 


6S ribosomal RNA, partial sequence 3874615 38761 
Betaproteobacteria; Neisseriales; Neiss 


95 


ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 


95 


3890099 3891585 Kinge 
a; Neisseriales; Neisseriaceae; Kingel 


93 


strain PW2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


269312 Bacteria_16S 
strain 101 16S ri 


269312 Bacteria_16S 


strain 34633 16S ribosomal RNA, partial sequence 


3950059 3950133 19 


4223635 4223709 19 


93 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


93 


219846487 
36267 
les; Neiss 
219846452 


gi 


gi 


es; Deferr 
219846341 
ence 38307 
Ruminococcaceae; 
gi] 219846332 
3844228 38456 


gi 


gi|219846312 
eriaceae; 

gi|219846302 
3888563 38900 
eriaceae; 

gi|219846301 
la. 
gi|219846262 
3944448 39458 
Acetobacte 
gi|219846259 
3948831 39502 
Acetobacte 


30 Peptoniphilus ivorii Bacteria; 
ncertae Sedis; Peptoniphilus. 
ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Deferribacter 

5 Deferribacter 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref |NR_026043.1 
3677295 367884 
ibacteraceae; Deferribacter. 
ref |NR_025931.1| Ruminococcus 
35 3832122 Ruminococcus flavefaciens 
Ruminococcus. 
ref|NR_025922.1| Staphylococcus warneri 
97 Staphylococcus warneri Bacteria; 


ref|NR_025902.1| Neisseria weaveri 

01 Neisseria weaveri Bacteria; 
Neisseria. 

ref|NR_025892.1| Neisseria flavescens 
48 Neisseria flavescens Bacteria; 
Neisseria. 

ref|NR_025891.1| Kingella oralis strain 


lla oralis Bacteria; Proteobacteria; 
ref|NR_025852.1| Acidocella facilis 

54 Acidocella facilis Bacteria; 

raceae; Acidocella. 

ref|NR_025849.1| Acidocella aminolytica 
36 Acidocella aminolytica Bacteria; 


raceae; Acidocella. 


gi| 219846056 
4222451 42238 


ref|NR_025646.1| Afipia massiliensis 
25 Afipia massiliensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


269312 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


269312 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


269312 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


269312 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


269312 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain YIM90005 1 
Actinobacteria; A 


269312 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


269312 Bacteria_16S 


strain K24 16S ri 
Actinobacteria; A 


269312 Bacteria_16S 


salivarius strain 
salivarius Bacter 


269312 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


269312 Bacteria_16S 
6S ribosomal RNA, partial sequence 1082049 10834 


strain YIT 0455 1 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


269312 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


269312 Bacteria_16S 


strain 13.4 16S r 
Actinobacteria; A 


269312 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


269312 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


269312 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


269312 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 


Saccharomonospora. 
269312 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


269312 Bacteria_16S 


halophila strain 
halophila Bacteri 
Pseudonocardiacea 


51186 51239 5 58 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; Desulfov 
67913 67994 9 90 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


nc 
ib 


s 
(ong 


305344 305429 9 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
345216 345289 20 93 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

346776 346849 20 93 
osomal RNA, partial sequence 

lales; Paenibacillaceae; Brevibacillus. 
593646 593727 9 90 gi 
W-51 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Sphingomon 
774874 774959 9 93 gi 


93 gi 


Lactobacil 


gi 


Lactobacil 


gi 


bacillales; Lactobacillaceae; 
1092495 1092568 20 93 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1202919 1203004 9 93 


Lactobacil 


gi 


motogales; Thermotogaceae; Thermotoga. 
1246706 1246791 9 93 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
1255639 1255712 20 93 gi 
n DSM 6472 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 
1261654 1261739 9 93 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 

Brevibacterium. 


do 


se 
11 


nc 
Ac 


, 


265679030 


265679019 


265678857 
304028 30558 


265678828 
343905 34542 


265678827 
345474 34689 


265678657 


265678530 
6S ribosomal RNA, partial sequence 773630 77513 


ctinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
849739 849804 1 66 gi|265678480|ref|NR_028783.1 
ain LX3 16S ribosomal RNA, partial sequence 848542 849823 
teria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; E 
861891 861976 9 93 gi|265678471|ref|NR_028774.1 
bosomal RNA, partial sequence 860647 862130 Amycolatopsis 
ctinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
933763 933836 20 93 gi| 265678423 |ref|NR_028725.1 
HO 66 16S ribosomal RNA, complete sequence 932436 934005 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
1033492 1033565 20 93 gi| 265678356 |ref|NR_028658.1 
n NRIC 0604 16S ribosomal RNA, partial sequence 1032165 103372 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
1083300 1083373 20 93 gi|265678321|ref|NR_028623.1 


265678315 
1091188 10926 


228715358 
somal RNA, partial sequence 1201630 1203111 Thermotog 


219857484 
1245479 12468 


219857194 


219846707 


ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 
ref |NR_029327.1 
66694 68135 
hingomonadales; 


e 49907 
rionales 


equence 
eria; Sp 


ref |NR_029163.1 


ref |NR_029133.1 
3 Lactobacillus 
lus. 
ref |NR_029132.1 
2 Brevibacillus 


ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028834.1 


59240 
adales; 


61 Lactobacillus 
lus. 
ref |NR_028617.1 
88 Lactobacillus 
lus. 
ref|NR_027530.1 


a neapolitan 


ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref |NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


nocardin 


quence 


aceae; B 


e 12603 
tinomyce 


1272283 1272372 4 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1417353 1417438 9 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


93 gi 


ea 


al 


1841385 1841458 20 93 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1887189 1887274 9 93 gi 
DSM 44411 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
e; Saccharomonospora. 


al 
ct 


269312 Bacteria_16S 


1926444 1926529 9 93 


gi 


219846399 
1271016 1272493 Desul 


224581447 


219878308 


219878274 


219878244 


ref 
fone 
fonema. 
ref|NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


NR_025990.1 
ma magnum Ba 
e; Desul 
14160 


es; Pseu 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025413.1 

1885917 188742 
ales; Pseudonoca 


sequenc 
obacilla 


uence 
inomycet 


’ 


ref 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Sphingomonas 

Sphingomonas 
Sphingomonadaceae; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Lactobacillus pentosus 
pentosus Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Klebsiella 
Klebsiella 
nterobacteriaceae; 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Lactobacillus 
Lactobacillus 


Lactobacillus 
0 Lactobacillus 
Sis 

Lactobacillus 
equi Bacteria; 


equi 


Lactobacillus algidus 
algidus Bacteria; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Brevibacillus 
5 Brevibacillus 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Lactobacillus 
3 Lactobacillus 
lus. 
Saccharomonospora 
1 Saccharomonospora 
rdineae; 


NR_025383.1 


Amycolatopsis 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


269312 Bacteria_16S 
paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae; Brevibacterium. 

269312 Bacteria_16S 2115638 2115711 20 
strain TF-9 16S r 
Firmicutes; Bacil 


1938612 1938697 9 


lales; Planococcaceae; 


93 


93 


ibosomal RNA, partial sequence 


Planococcus. 


gi 


n CF 62 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


gi 


219878236 
uence 


219857658 


2114343 21158 


Actinomyc 


ref 


etal 


ref 


1937348 19387 


NR_025375.1 
5 
Cc 


es; Microco 


NR_025247.1 


Brevibacterium 
9 Brevibacterium 
cineae; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


269312 Bacteria_16S 2150438 2150523 9 93 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
269312 Bacteria_16S 2356680 2356769 5 93 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

269312 Bacteria_16S 2568579 2568636 36 93 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

269312 Bacteria_16S 2611651 2611736 9 93 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
269312 Bacteria_16S 3039039 3039112 20 93 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

269312 Bacteria_16S 3197857 3197938 9 90 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

269312 Bacteria_16S 3314314 33143675 58 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

269312 Bacteria_16S 3808944 3809021 19 95 gi| 219846357 |ref|NR_025948.1| Campylobacter 
helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
269312 Bacteria_16S 4095704 4095780 17 93 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

269312 Bacteria_16S 4172018 4172091 20 93 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

269312 Bacteria_16S 30080 30160 15 95 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

269312 Bacteria_16S 52799 52883 9 93 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

269312 Bacteria_16S 76882 76970 5 93 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

269312 Bacteria_16S 91807 91891 9 93 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

269312 Bacteria_16S 142368 142444 17 93 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

269312 Bacteria_16S 143852 143928 17 93 gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

269312 Bacteria_16S 186521 186597 17 93 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

269312 Bacteria_16S 262892 262976 9 93 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

269312 Bacteria_16S 363009 363093 9 93 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
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269312 Bacteria_16S 1751633 1751717 9 93 gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae 
strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

269312 Bacteria_16S 1803073 1803157 9 93 gi|219878334|ref|NR_025473.1]| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 1832163 1832255 4 95 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

269312 Bacteria_16S 1842915 1842999 9 93 gi| 219878307 |ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 2032932 2033024 1 93 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

269312 Bacteria_16S 2095882 2095966 9 93 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 2103527 2103619 1 93 gi|219878118|ref|NR_025257.1| Desulfonauticus 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
269312 Bacteria_16S 2156370 2156446 17 93 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

269312 Bacteria_16S 2388580 2388664 9 93 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
269312 Bacteria_16S 2509793 2509877 9 93 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

269312 Bacteria_16S 2574718 2574806 5 93 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

269312 Bacteria_16S 2676959 2677051 4 95 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
strain Pd55 16S ribosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

269312 Bacteria_16S 2679999 2680083 9 93 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

269312 Bacteria_16S 2723452 27235441 93 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

269312 Bacteria_16S 2762300 2762384 9 93 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

269312 Bacteria_16S 2769805 2769889 9 93 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 2786497 2786589 1 93 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

269312 Bacteria_16S 2845384 2845472 5 93 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

269312 Bacteria_16S 2874942 2875026 9 93 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

269312 Bacteria_16S 2937282 2937366 9 93 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

269312 Bacteria_16S 2984387 2984471 9 93 gi|219846934|ref|NR_026526.1| Bacillus vedderi 
strain JaH 16S ribosomal RNA, partial sequence 2983106 2984583 Bacillus vedderi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 3004240 3004324 9 93 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
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93 gi 


lphaproteobacteria; Rhizobiales; Rhizobi 


4027505 4027581 17 93 gi 


3945905 39473 


219846238 
6S ribosomal RNA, partial sequence 3979744 39812 


219846205 


3915851 3917216 Borrelia turdi Bacte 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 
3947128 3947212 9 93 gi|219846261|ref|NR_025851.1 


etobacterace 


ref 


ae; Acidiph 


hizo 
ref 


aceae; R bium/Agroba 


NR_026466.1 
ethylocella. 
NR_026453.1 


NR_026435.1 


NR_026402.1 
Deinococca 


NR_026400.1 


NR_026354.1 


NR_026259.1 
76 Orenia marismortui Bacteria; 


NR_026141.1 
87 Bacillus clarkii Bacteria; 


NR_026133.1 


NR_026132.1 


NR_026121.1 


NR_026107.1 


NR_026076.1 
60 Geobacter bremensis Bacteria; 


NR_026066.1 
64 Rhizobium mongolense Bacteria; 


NR_025887.1 


NR_025874.1 
00 Borrelia tanukii Bacteria; 


NR_025873.1 


NR_025828.1 
09 Rhizobium galegae Bacteria; 


NR_025795.1 
4026183 4027706 Desulfatibacillum 
Desulfobacteraceae; 
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u 
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Methylocella palustris 
s Bacteria; 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Deinococcus 
5 Deinococcus 
eae; Deinococcus. 

Deinococcus 
7 Deinococcus 
aceae; Deinococcus. 

Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


’ 


Orenia marismortui 


Bacillus clarkii 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


v 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


Geobacter bremensis 


Ys 
Rhizobium mongolense 


terium group; Rhizobium. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Acholeplasma oculi 


oculi Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Borrelia tanukii 
up. 
Borrelia turdi strain 


ia; Spirochaetes; 


Acidiphilium cryptum 


17 Acidiphilium cryptum Bacteria; 


lium. 
Rhizobium galegae 


terium group; Rhizobium. 
Desulfatibacillum 


269312 Bacteria_16S 4128867 4128959 1 93 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

269312 Bacteria_16S 4130356 4130448 1 93 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

269312 Bacteria_16S 4209891 4209975 9 93 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

269312 Bacteria_16S 4220637 4220713 17 93 gi| 219846061 |ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
269312 Bacteria_16S 10183 10254 1 72 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

269312 Bacteria_16S 131659 131714 4 59 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

269312 Bacteria_16S 146844 146919 18 93 gi|265678965|ref|NR_029273.1| Marinovum algicola 


strain FF3 16S ri 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 
strain A3 16S rib 
Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 
6S ribosomal RNA, partial sequence 378266 37969 


strain HTCC2597 1 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicol 
269312 Bacteria_16S 411844 411917 20 93 gi|265678780|ref|NR_029085.1 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
269312 Bacteria_16S 441235 441322 9 95 gi|265678761|ref|NR_029066.1 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 44147 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
269312 Bacteria_16S 514688 514763 20 95 gi|265678709|ref|NR_029014.1 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

269312 Bacteria_16S 799488 799563 20 95 gi|265678513|ref|NR_028816.1 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacte 
269312 Bacteria_16S 866471 866550 17 95 gi|265678468|ref|NR_028771.1 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Sulfurospirillum. 

269312 Bacteria_16S 981377 981456 17 95 gi|265678390|ref|NR_028692.1 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfur 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
269312 Bacteria_16S 1056356 1056431 20 95 gi|265678340|ref|NR_028642.1 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 105655 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 
269312 Bacteria_16S 1060916 1060995 17 95 gi| 265678337 |ref|NR_028639.1 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 106111 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 
269312 Bacteria_16S 1297688 1297763 20 95 gi|219857534|ref|NR_025122.1 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 12978 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 1309818 1309893 18 93 gi|228721488|ref|NR_027611.1 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 130859 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiale 
Hyphomicrobium. 

269312 Bacteria_16S 1311291 1311366 18 93 gi|228721487|ref|NR_027610.1 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 131006 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobial 
Hyphomicrobium. 

269312 Bacteria_16S 1394843 1394926 11 93 gi| 228715897 |ref|NR_027542.1 


strain TMO 16S ri 
Thermotogae; Ther 


269312 Bacteria_16S 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingobium. 


bosomal RNA, partial sequence 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1408263 1408334 19 90 gi 


145646 14699 


1393543 13950 


s: 


3 Marinovum algicola Bacteria; 


Rhodobacterales; Rhodobacteraceae; Marinovum. 
365927 366002 18 93 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
osomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Rhodobacterales; Rhodobacteraceae; Salipiger. 
379488 379563 18 93 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Lactobacillus 
Lactobacillus 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Lactobacillus rossiae 
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sanguinis Bacteria; 


re. 
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Sulfurospirillum 
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Sulfurospirillum 
ospirillum barnesii 
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Bacillus endophyticus 
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6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 
Hyphomicrobium facile 
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140703 
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Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


269312 Bacteria_16S 
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Firmicutes; Clost 


269312 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


269312 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


269312 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


269312 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


269312 Bacteria_16S 
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269312 Bacteria_16S 
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Proteobacteria; A 


269312 Bacteria_16S 
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Proteobacteria; A 


269312 Bacteria_16S 
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bosomal RNA, partial sequence 1768558 17700 
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224581446 
16S ribosomal RNA, partial sequence 1417633 14190 


liaceae; 
219878348 
17821 
Sneath 
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Rhizo 
219857622 
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219857581 
22263 
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219857530 
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ref |NR_025487.1 
75 1783536 Sneath 
ia. 
ref |NR_025262.1 

2097632 209908 
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55 Helcococcus ovis Bacteria; 
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Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Sneathia sanguinegens 
ia sanguinegens 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Carnobacterium 
5 Carnobacterium 
erium. 
Paenibacillus 
acillus kribbensis 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Borrelia turcica 


59 Borrelia turcica Bacteria; 


Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 
269312 Bacteria_16S 3090432 3090507 20 95 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 
269312 Bacteria_16S 3124970 3125045 18 93 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
269312 Bacteria_16S 3126459 3126534 18 93 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 3125234 3126653 Hyphomicrobium 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
269312 Bacteria_16S 3138340 3138419 17 95 gi|219846830|ref|NR_026422.1| Sulfurospirillum 
deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Campylobacteraceae; Sulfurospirillum. 
269312 Bacteria_16S 3159755 3159834 17 95 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain FIF6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 
269312 Bacteria_16S 3818227 3818306 17 95 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 
269312 Bacteria_16S 3869707 3869786 17 95 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
269312 Bacteria_16S 3871219 3871298 17 95 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 
269312 Bacteria_16S 313040 313118 17 95 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
269312 Bacteria_16S 384059 384133 19 93 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 
269312 Bacteria_16S 415043 415121 15 93 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
269312 Bacteria_16S 698323 698397 19 93 gi| 265678584 |ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 
269312 Bacteria_16S 707062 707140 17 95 gi|265678578|ref|NR_028883.1| Dorea longicatena 


strain 111-35 16S 


ribosomal RNA, partial sequence 


705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 


269312 Bacteria_16S 745250 745300 9 59 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

269312 Bacteria_16S 871069 871143 19 93 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

269312 Bacteria_16S 932177 932255 17 95 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
269312 Bacteria_16S 1047376 1047426 43 93 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

269312 Bacteria_16S 1069933 1070007 19 93 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

269312 Bacteria_16S 1184715 1184793 15 93 gi|228717037|ref|NR_027558.1| Anaerotruncus 
colihominis DSM 17241 16S ribosomal RNA, partial sequence 1183485 1184849 Anaerotruncus colihominis DSM 
17241 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerotruncus. 

269312 Bacteria_16S 1319071 1319149 17 95 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 


15470 strain E7.2 
Bacteria; Firmicu 


269312 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


269312 Bacteria_16S 


strain PC80 16S r 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

269312 Bacteria_16S 1528068 1528158 4 93 gi|219857435|ref|NR_025023.1 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

269312 Bacteria_16S 1647942 1648016 19 93 gi| 219878444 |ref|NR_025583.1 


strain DSM 5901 1 


DSM 5900 16S ribo 
Alphaproteobacter 


269312 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


269312 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


269312 Bacteria_16S 


strain vc 5 16S r 
Proteobacteria; A 


269312 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain MCS 25 16S 
Proteobacteria; A 


269312 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


269312 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


269312 Bacteria_16S 


KMM 3909 16S ribo 
Flavobacteria; Fl 


269312 Bacteria_16S 


strain DM12 16S r 
Proteobacteria; A 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1520426 1520504 17 95 gi 
ibosomal RNA, partial sequence 


H 


Ac 


1649439 1649513 19 93 gi 


ia; Rhodospirillales; Acetobacteraceae; 


1650929 1651003 19 93 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1670933 1671011 17 95 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


ob 


cl 


1329744 1329826 11 93 gi|219846090|ref|NR_025680.1 
5 16S ribosomal RNA, partial sequence 1328439 1329962 Dialis 
tes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

1518913 1518991 17 95 gi|219857618|ref|NR_025207.1 


1517647 15191 


219857617 
1519166 15206 


6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
269312 Bacteria_16S 219878443 


somal RNA, partial sequence 1648203 1649649 Stell 


219878442 
1649700 16511 


219878428 
1669639 16711 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
269312 Bacteria_16S 


espellia. 


ref |NR_025206.1 


etobacterace 
ref 


a hu 


ae; Stella. 

NR_025582.1 
mosa Bacteri 
Stella. 
ref|NR_025581.1 
acteraceae; 
ref 


Labrys. 
NR_025567.1 


ostridium. 


1845957 1846031 19 93 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
1918812 1918890 15 93 gi 


YP 


Pediococ 
gi 


bacillales; Lactobacillaceae; 

2018076 2018150 19 93 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2019548 2019622 19 93 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2021020 2021094 19 93 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


cu 


YP 


YP 


s 
ct 
2097413 2097463 9 59 gi 
avobacteriales; Flavobacteriaceae; Mes 
2335570 2335644 19 93 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 


on 


ho 


269312 Bacteria_16S 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 


holothuriorum Bac 
Salegentibacter. 


219878305 
1844748 18461 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


219878184 
2016867 20 


219878183 
2018337 20 


219878182 


219878124 
somal RNA, partial sequence 2096154 2097581 Meson 


219857505 
2334350 23357 


ref|NR_025444.1 


; Maricaulis 
NR_025388.1 


homonadaceae 


ref 


Ss. 
ref |NR_025323.1 
182 


ada 


; Maricauli 
NR_025322.1 


homon ceae 
ref 
197 


ada 


ceae; Maricauli 
ref |NR_025321.1 

2019809 202123 
odobacterales; H 
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equen 
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ce 
Rh 


ref 
iaa 


NR_025263.1 
lgae Bacteri 
ia. 
ref|NR_025093.1 


dobacteraceae; Paracoccu 


Staphylococcus. 
Dialister invisus DSM 
ter invisus DSM 15470 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
Ss. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
s. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Mesonia algae strain 
a; Bacteroidetes; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


s. 


2691956 2692006 9 59 gi 


teria; Bacteroidetes; Flavobacteria; Fla 


219857195 


ref|NR_024823.1 
2690706 269211 
vobacteriales; Flavobact 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


269312 Bacteria_16S 2709947 2710021 19 93 gi|219857182|ref|NR_024810.1 
strain AA08 16S ribosomal RNA, partial sequence 2708714 27101 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 
269312 Bacteria_16S 2825597 2825671 19 93 gi| 219856907 |ref|NR_024728.1 
strain 71 16S ribosomal RNA, partial sequence 2824364 28257 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 
269312 Bacteria_16S 3274778 3274864 9 95 gi|219846738|ref|NR_026330.1 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

269312 Bacteria_16S 3815140 38151909 59 gi|219846353|ref|NR_025944.1 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 3813879 381534 
salegens Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
269312 Bacteria_16S 3912780 3912854 19 93 gi| 219846286 |ref|NR_025876.1 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 391285 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 
269312 Bacteria_16S 3941292 3941366 19 93 gi|219846265|ref|NR_025855.1 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 39414 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

269312 Bacteria_16S 3976813 3976887 19 93 gi|219846241|ref|NR_025831.1 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycopl 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

269312 Bacteria_16S 3986984 3987034 9 59 gi|219846234|ref|NR_025824.1 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 39871 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 
269312 Bacteria_16S 3992926 3992976 9 59 gi|219846230|ref|NR_025820.1 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 3991660 399309 
mishustinae Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
269312 Bacteria_16S 19345 19430 9 93 gi|265679051|ref|NR_029359.1 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fle 
Hymenobacter. 

269312 Bacteria_16S 49634 49719 9 93 gi|265679031|ref|NR_029339.1 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
269312 Bacteria_16S 60356 60445 5 93 gi|265679024|ref|NR_029332.1 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
269312 Bacteria_16S 61904 61993 5 93 gi| 265679023 |ref|NR_029331.1 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 

Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
269312 Bacteria_16S 88802 88887 9 93 gi|265679004|ref|NR_029312.1 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
269312 Bacteria_16S 405589 405674 9 93 gi| 265678785 |ref|NR_029090.1 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

269312 Bacteria_16S 456698 456771 20 93 gi| 265678747 |ref|NR_029052.1 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
269312 Bacteria_16S 497905 497978 20 93 gi|265678720|ref|NR_029025.1 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus 
269312 Bacteria_16S 513249 513322 20 93 gi|265678710|ref|NR_029015.1 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
269312 Bacteria_16S 639249 639338 5 93 gi| 265678625 |ref|NR_028930.1 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenot 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
269312 Bacteria_16S 642357 642442 9 93 gi| 265678623 |ref|NR_028928.1 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Nesterenkonia. 

269312 Bacteria_16S 731607 731680 20 93 gi|265678561|ref|NR_028865.1 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

269312 Bacteria_16S 773348 773425 19 95 gi|265678531|ref|NR_028835.1 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipe 
269312 Bacteria_16S 776503 776576 20 93 gi| 265678529 |ref|NR_028833.1 
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868021 868110 5 93 gi| 265678467 |ref|NR_028770.1 
16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 

916762 916835 20 93 gi|265678434|ref|NR_028736.1 
n 1877 16S ribosomal RNA, partial sequence 915445 916988 Strept 
tes; Lactobacillales; Streptococcaceae; Streptococcus; Streptoco 

1021301 1021374 20 93 gi|265678364|ref|NR_028666.1 
bosomal RNA, complete sequence 1019984 1021495 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 

1022854 1022927 20 93 gi|265678363|ref|NR_028665.1 
ATCC 33400 16S ribosomal RNA, complete sequence 1021546 102306 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus 

1024425 1024498 20 93 gi|265678362|ref|NR_028664.1 
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osus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; La 

1411310 1411383 20 93 gi|224581432|ref|NR_027214.1 
strain 108 16S ribosomal RNA, partial sequence 1410019 141148 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Strepto 

1478297 1478370 20 93 gi|219878440|ref|NR_025579.1 
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bacillales; Lactobacillaceae; Lactobacillus. 

1514446 1514519 20 93 gi|219878119|ref|NR_025258.1 
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s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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strain 176 16S ri 
Firmicutes; 


strain S369-98-1 
Firmicutes; 


Hymenobacter. 


269312 Bacteria_16S 


strain ORS 992 16 


strain LMG 471 16 


strain LMG 8678 1 


Proteobacteria; Gammaproteobacteria; 
269312 Bacteria_16S 


strain LMG 947 16 


strain LMG 673 16 


Xanthomonas. 


269312 Bacteria_16S 


strain LMG 690 16 


strain LMG 733 16 


strain LMG 847 16 


strain LMG 8670 1 


Proteobacteria; Gammaproteobacteria; 
269312 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; G 


thoraltensis stra 
Bacteria; 


Bacillales; 


Thermotogae; 
269312 Bacteria_16S 

hibiscicola strai 
hibiscicola Bacteria; 


Proteob 
269312 Bacteria_16S 


Proteob 
269312 Bacteria_16S 


Bacillales; 
269312 Bacteria_16S 
japonensis strain 
Proteob 
269312 Bacteria_16S 
collinoides strai 
collinoides Bacteria; 
269312 Bacteria_16S 


Lactobacillales; 
269312 Bacteria_16S 


Lactobacillales; 
269312 Bacteria_16S 
actinosclerus str 
actinosclerus Bacteria; 


Firmicutes; 
269312 Bacteria_16S 

ATCC19120 16S ribosomal RNA, partial sequence 
Listeriaceae; 


2791056 2791141 9 


Thermotogales; 
2851599 2851688 5 


Proteobacteria; 


2853168 2853257 5 


2857847 2857936 5 


2881242 2881315 20 


Bacillaceae; 


2923888 29239775 


2946453 2946526 20 


Firmicutes; 


2962980 2963053 20 


3064954 3065027 20 


3066339 3066424 9 
Bacteroidetes; 


3076707 3076791 9 


3182412 31825015 


3183964 3184053 5 


3185516 3185605 5 


3187068 31871575 


3188620 3188709 5 
Proteobacteria; 


3190172 31902615 


3191724 3191813 5 


3193276 31933655 


3194826 31949155 


3196378 3196467 5 


3217366 3217439 20 


Lactobacillales; 
3246277 3246350 20 


Listeria. 


93 


6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; Thermotoga. 


93 


n ATCC 19867 16S ribosomal RNA, partial 
Gammaproteobacteria; 


93 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 


93 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae 


93 


S ribosomal RNA, partial sequence 
Bacillus. 


93 


12-3 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomonadales; X 


93 


n JCM1123 16S ribosomal RNA, partial sequence 
Lactobacillales; 


93 


bosomal RNA, partial sequence 
Streptococcaceae; 


93 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptococcaceae; 


93 


ain 1187 16S ribosomal RNA, partial sequence 
Sphingobacteria; Sphingoba 


93 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
269312 Bacteria_16S 


93 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
269312 Bacteria_16S 


Xanthomonadales; Xanthomonad 


93 


6S ribosomal RNA, partial sequence 3182688 31841 
Xanthomonadales; Xanthomonad 


93 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
269312 Bacteria_16S 


Xanthomonadales; Xanthomonad 


93 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
269312 Bacteria_16S 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 
vesicatoria Bacteria; 


Xanthomonadales; Xanthomonad 


93 


Gammaproteobacteria; 


93 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
269312 Bacteria_16S 


Xanthomonadales; Xanthomonad 


93 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
269312 Bacteria_16S 


Xanthomonadales; Xanthomonad 


93 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
269312 Bacteria_16S 


Xanthomonadales; Xanthomonad 


93 


6S ribosomal RNA, partial sequence 3193552 31950 
Xanthomonadales; Xanthomonad 


93 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
269312 Bacteria_16S 


93 


in S69 16S ribosomal RNA, partial sequence 32160 
Streptococcaceae; 


93 


gi|219857123 


219856890 
sequence 


gi 


219856889 
28518 


gi 


219856886 
28565 


gi 
gi|219856871 
2879945 28814 


219856841 
29226 


gi 


gi| 219856826 
Lactobacillace 
gi|219856815 
2961676 29631 

Streptococcus. 
gi| 219846879 


Streptococcus. 
gi| 219846878 


gi|219846871 
3075492 30769 


gi| 219846800 
3181138 31826 


gi|219846799 


gi|219846798 
3184240 31857 


gi|219846797 
3185792 31872 


gi|219846796 


Xantho: 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 


gi|219846792 


gi|219846791 
3195102 31966 


gi|219846776 


Streptoc 


Pseudomonadales; 


ref|NR_024751.1 


ref |NR_024709.1 
2850317 285183 


ref|NR_024708.1 
ref 


NR_024705.1 


ref|NR_024690.1 


ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref |NR_024645.1 

2945130 294667 
ae; Lactobacillu 
ref |NR_024634.1 
71 Streptococcus 


ref |NR_026471.1 
27 Streptococcus 


ref |NR_026470.1 

3065078 306652 
cteriales; Flexi 
ref |NR_026463.1 


hizobium/Agrobac 
ref|NR_026392.1 


aceae; Xanthomon 
ref|NR_026391.1 


aceae; Xanthomon 
ref|NR_026390.1 


aceae; Xanthomon 
ref|NR_026389.1 


aceae; Xanthomon 
ref|NR_026388.1 
187344 318884 
monadales; Xanth 


Ww 


ref |NR_026387.1 


aceae; Xanthomon 
ref|NR_026386.1 


aceae; Xanthomon 
ref|NR_026385.1 


aceae; Xanthomon 
ref|NR_026384.1 


aceae; Xanthomon 
ref |NR_026383.1 


aceae; Xanthomon 
ref|NR_026368.1 
71 3217589 Strept 
occus. 


gi| 219846757 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas geniculata 


86 2853382 Pseudomonas geniculata 


Pseudomonas cissicola 


57 2858059 Pseudomonas cissicola 
, 


Xanthomonas. 
Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Lactobacillus 
8 Lactobacillus 
Ss. 
Streptococcus porcinus 
porcinus Bacteria; 
Streptococcus ovis 
ovis Bacteria; 


Hymenobacter 
2 Hymenobacter 


bacteraceae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 

Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Streptococcus 
ococcus thoraltensis 


ref|NR_026349.1 


Listeria grayi strain 


3244997 3246422 Listeria grayi Bacteria; Firmicutes; 


269312 Bacteria_16S 


Actinomadura. 


269312 Bacteria_16S 


269312 Bacteria_16S 


269312 Bacteria_16S 


strain LMG 708 16 


269312 Bacteria_16S 


strain LMG 538 16 
Proteobacteria; G 


269312 Bacteria_16S 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


269312 Bacteria_16S 


strain DSM 20541 


269312 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


269312 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


269312 Bacteria_16S 


sporothermodurans 
sporothermodurans 


269312 Bacteria_16S 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 


269312 Bacteria_16S 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


269312 Bacteria_16S 


Actinobacteria; A 
Actinomadura. 


269312 Bacteria_16S 


Thermomonosporace 


269312 Bacteria_16S 


strain IFO 14679 
Actinobacteria; A 
Actinomadura. 


269312 Bacteria_16S 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


269312 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


269312 Bacteria_16S 


strain 25-4 16S r 


Proteobacteria; G 


269312 Bacteria_16S 


strain SGT-108 16 


Proteobacteria; G 


269312 Bacteria_16S 


strain ON59 16S r 


Firmicutes; Lacto 


269312 Bacteria_16S 


3255120 3255205 9 93 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 

3289918 3290007 5 93 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

3291443 32915325 93 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

3292995 3293084 5 93 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 

S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

3294547 3294636 5 93 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

3296097 3296186 5 93 gi|219846724|ref|NR_026316.1| Xanthomonas 
n LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
ria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

3457993 3458078 9 93 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

3495912 3495997 9 93 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

3546246 3546319 20 93 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
somal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
laceae; Bacillus. 

3723784 3723857 20 93 gi|219846419|ref|NR_026010.1] Bacillus 

strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

3725257 3725342 9 93 gi|219846418|ref|NR_026009.1| Actinomadura 
rain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

3726718 3726803 9 93 gi|219846417|ref|NR_026008.1| Actinomadura 
ain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

3728170 3728255 9 93 gi|219846416|ref|NR_026007.1| Actinomadura macra 

strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 

3729625 3729710 9 93 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

ae; Actinomadura. 

3732538 3732623 9 93 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 

3734000 3734085 9 93 gi|219846412|ref|NR_026003.1| Actinomadura 
in SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

3862085 3862158 20 93 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
1 RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillaceae; Lactobacillus. 

4000348 40004375 93 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
ibosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

4068291 4068383 1 93 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

4118169 4118242 20 93 gi|219846139|ref|NR_025729.1| Streptococcus minor 
ibosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

4243217 4243290 20 93 gi|219846040|ref|NR_025630.1| Streptococcus 

marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
teria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


marimammalium Bac 


269312 Bacteria_16S 
longreachensis st 
longreachensis Ba 


Desulfovibrio. 


269312 Bacteria_16S 
strain 513A 16S r 
Spi 
269312 Bacteria_16S 
brennaborense str 


Spirochaetes; 


brennaborense Bac 


269312 Bacteria_16S 


strain J1-31B-1 1 


Firmicutes; Erysi 
269312 Bacteria_16S 
ferrireducens str 


ferrireducens Bac 


269312 Bacteria_16S 
thiozymogenes str 


thiozymogenes Bac 
Desulfocapsa. 


269312 Bacteria_16S 
um strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacterales Family I 
269312 Bacteria_16S 
in B54 16S ribosomal RNA, 
Proteobacteria; 


polysaccharolytic 
Thermoanaerobacte 
vibrioformis stra 


vibrioformis Bact 
Desulfobacter. 


269312 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


strain HO14 16S r 
Spirochaetes; 
Tenericutes; Moll 


strain AU476 16S 


11617 11669 
cteria; 


13218 13294 


36078 36170 


teria; 


55845 55921 


93361 93405 


teria; 
98106 98194 
teria; 


270427 270511 


284114 284202 
eria; 


303809 303885 


311484 311571 


rain 16910a 16S ribosomal RNA, 
Proteobacteria; 


ain PAL-1 16S ribosomal RNA, 
Deferribacteres; 


Proteobacteria; 


ibosomal RNA, partial sequence 
rochaetales; Brachyspiraceae; Brachysp 


ain DD5/3 16S ribosomal RNA, partial s 
Spirochaetes; 


6S ribosomal RNA, partial sequence 54638 
pelotrichi; Erysipelotrichales; Erysip 


ain Bra2 16S ribosomal RNA, partial se 


5 57 gi| 265679056 | ref |NR_029364.1| Desulfovibrio 
complete sequence 10342 11910 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Ly 93 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
11961 13410 Brachyspira aalborgi Bacteria; 
ira. 
1 93 gi|265679040|ref|NR_029348.1| Treponema 
equence 34837 36333 Treponema 
Spirochaetales; Spirochaetaceae; Treponema. 
17 93 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
56028 Holdemania filiformis Bacteria; 
elotrichaceae; Holdemania. 
15 59 gi|265679001|ref|NR_029309.1| Geovibrio 
complete sequence 92051 93594  Geovibrio 
Deferribacterales; Deferribacteraceae; Geovibrio. 
5 93 gi| 265678998 |ref|NR_029306.1| Desulfocapsa 
quence 96815 98277 Desulfocapsa 
Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
9 93 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
artial sequence 269183 270620 


5 93 


17 93 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
269312 Bacteria_16S 


5 93 


gi 


complete sequence 
Deltaproteobacte 


gi 


302503 30397 


gi 


310195 31168 


II. Incert 
265678871 


ria; Desul 


265678858 


elotrichac 
265678853 


ae Sedis; Thermo 
ref|NR_029177.1 

282818 284333 
fobacterales; De 
ref|NR_029164.1 
eae. 


ref|NR_029159.1 
7 Borrelia 


anaerobacterium. 
Desulfobacter 
Desulfobacter 

sulfobacteraceae; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Borrelia japonica 


Spi 
269312 Bacteria_16S 
strain J233 16S r 


ibosomal RNA, partial sequence 
rochaetales; 
320420 320496 17 93 
ibosomal RNA, partial sequence 


gi 


465659 465743 9 93 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


269312 Bacteria_16S 
strain TH-3 16S r 


716156 716240 9 93 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


269312 Bacteria_16S 


strain 3-p 16S ri 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


litoralis strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


269312 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


269312 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


DSM 43833 16S rib 


743779 743863 9 93 
bosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
986053 986129 17 93 
6S ribosomal RNA, 


Sap 
gi 


1171113 1171189 18 
osomal RNA, partial sequence 


93 gi 


japonica Bacteria; 


Spirochaetaceae; Borrelia; 
319228 32064 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
269312 Bacteria_16S 


742578 74395 


974224 97564 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
269312 Bacteria_16S 


; Borrelia 
265678847 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
269312 Bacteria_16S 


rospiracea 
265678387 


burgdorferi gro 
ref|NR_029152.1 
0 Acholeplasma 
eplasma. 


eplasma. 


ewinella. 
NR_028689.1 


e; Li 
ref 


eplasma. 


228719618 


up. 
Acholeplasma palmae 


palmae Bacteria; 


265678741|ref|NR_029046.1| Inquilinus limosus 
464412 465829 Inquilinus limosus Bacteria; 

Rhodospirillaceae; Inquilinus. 

265678571|ref|NR_028876.1| Aminobacter aganoensis 
714920 716386 Aminobacter aganoensis Bacteria; 

obacteriaceae; Aminobacter. 

265678551 |ref|NR_028855.1]| Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


Rhodospirillales; Rhodospirillaceae; Rhodocista. 
768676 768760 9 93 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
osomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 


Rhizobiales; Hyphomicrobiaceae; Devosia. 
779580 779668 5 93 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
781100 781176 17 93 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 


935340 935428 5 93 gi|265678422|ref|NR_028724.1| Bacteriovorax 
JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
acteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

936866 936954 5 93 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
osomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
eltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

975477 975561 9 92 gi|265678394|ref|NR_028696.1| Lewinella persicus 


2 Lewinella persicus Bacteria; 


Acholeplasma vituli 


5 Acholeplasma vituli Bacteria; 


ref|NR_027583.1 


Thermobispora bispora 


1169826 1171294 Thermobispora bispora DSM 43833 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Thermobispora. 


269312 Bacteria_16S 
DSM 
Bacteria; Spirochaetes; 
269312 Bacteria_16S 

DSM 
Bacteria; 
269312 Bacteria_16S 


269312 Bacteria_16S 


269312 Bacteria_16S 
strain SMP-10 16S 
Proteobacteria; 
269312 Bacteria_16S 


Bacteria; 


269312 Bacteria_16S 
americanum strain 


269312 Bacteria_16S 


269312 Bacteria_16S 


hydrogeniphilum Bacteria; 
Thermodesulfobacterium. 
269312 Bacteria_16S 


269312 Bacteria_16S 


1178677 1178753 17 
12563 16S ribosomal RNA, partial sequence 


Sinorhizobium. 


1582353 1582437 9 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; 
2262806 2262890 9 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 


93 


Spirochaetales; Brachyspiraceae; 
1210507 1210583 17 
14365 16S ribosomal RNA, partial sequence 


93 


Proteobacteria; Deltaproteobacteria; Myxococcales; 
1239164 1239248 9 
niigataensis strain DSM7050 16S ribosomal RNA, partial 
niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; 
1240680 1240764 9 
aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; 
1405322 1405398 17 
ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nannocystineae 
1570237 1570321 9 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
1580843 1580927 9 
CFNEI 156 16S ribosomal RNA, partial 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; 
Sinorhizobium/Ensifer group; 


93 


93 


93 


93 


93 


93 


93 


Thermodesulfobacteria; 


2339976 2340060 9 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; 
2663373 2663457 9 


93 


93 


strain IM1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 
2878099 2878183 9 
DSM4771 16S ribosomal RNA, 
Firmicutes; 
2994951 2995035 9 
larrymoorei strain AF3.10 16S ribosomal RNA, 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; 
Rhizobium/Agrobacterium group; Agrobacterium. 
3106843 3106927 9 
16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
3151954 3152006 5 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


269312 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
269312 Bacteria_16S 


269312 Bacteria_16S 
strain DSM 11603 


269312 Bacteria_16S 
intestinalis Bacteria; 


Desulfovibrio. 
269312 Bacteria_16S 


269312 Bacteria_16S 
termitidis strain 


Desulfovibrio. 
269312 Bacteria_16S 


Bacteria; Firmicutes; 
269312 Bacteria_16S 


Proteobacteria; 
269312 Bacteria_16S 


Proteobacteria; 


Clostridia; 
3489946 3490022 17 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 34901 
Deltaproteobacteria; Desulfuromonadales; 
3527745 3527820 17 


3264168 3264244 17 
australicum strain IFAM ST1306 16S ribosomal RNA, partial 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; 
3379870 3379922 5 
DSM 5308 16S ribosomal RNA, partial sequence 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; 


3445649 3445733 9 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 34443 
Clostridiales; Veillonellaceae; 


Bacillales; 


93 gi| 219856873 
partial sequence 
Bacillaceae; Salimic 
93 gi| 219846927 
partial sequence 
Rhizob 
93 gi| 219846851 


57 


93 


a | 


93 


93 


93 


gi| 228718030 
1177428 11788 
Brachysp 
gi| 228715350 
1209193 12106 
Nann 
219878163 
sequence 
Rhizo 
219878162 


gi 


gi 


Rhizob 
gi| 219857153 
1404010 14055 


219878173 
15690 
Phyll 
219878491 
sequence 
Rhizobi 


gi 


gi 


219878490 
sequenc 


gi 


gi|219857558 


Thermodesulfobac 


gi|219857502 


He 
gi|219857215 
2662145 26634 


gi|219846821 
Desul 


gi| 219846745 


gi| 219846663 


gi| 219846613 


gi|219846583 


gi|219846558 


Rhodovarius. 


sequence 3262929 326438 
Rhizobiales; Hyphomicr 


Desulfovibrionales; 


ref|NR_027570.1 
ira. 
ref|NR_027522.1 
ocystineae; 
ref |NR_025302.1 


biales; 
ref|NR_025301.1 


iales; 
ref |NR_024781.1 


; Haliangiaceae; 
ref |NR_025312.1 


obacteriaceae; 
ref|NR_025251.1 


ales; 


ref |NR_025629.1 
e 1581111 158256 


ref|NR_025146.1 
2261503 226299 
teriales; 


ref|NR_025090.1 

2338702 234021 
liobacteriaceae; 
ref |NR_024843.1 


e; Methylopila. 
ref |NR_024692.1 

2876799 287831 
robium. 
ref|NR_026519.1 
2993732 299516 
iales; Rhizobiac 


ref |NR_026443.1 
51 Aquamicrobium 


ref|NR_026413.1 
150676 315218 


fovibrionales; 


Ww 


ref|NR_026337.1 


ref|NR_026255.1 
3378593 338009 
Des 


ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026175.1 


25 Desulfuromusa 
; Desulfuromonadaceae; 


Des 


ref |NR_026150.1 


neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 352796 


neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; 
3604215 3604299 9 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


269312 Bacteria_16S 


Sinorhizobium. 
269312 Bacteria_16S 


3657116 3657200 9 


93 


93 


strain H152 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


gi|219846504 


Clostridiaceae; 


Cc 


ref|NR_026096.1 


32 Sinorhizobium 
Sinorhizobium/Ens 


gi|219846467 


ref|NR_026059.1 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
Haliangiaceae; 


Haliangium. 
Aminobacter 


1237929 1239394 Aminobacter 
Phyllobacteriaceae; Aminobacter. 


Aminobacter 


1239445 1240914 Aminobacter 
Phyllobacteriaceae; Aminobacter. 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Defluvibacter 


18 1570426 Defluvibacter lusatiensis 
Defluvibacter. 


Sinorhizobium 


1579624 1581060 Sinorhizobium 
Rhizobiaceae; 


Rhodovarius 
8 Rhodovarius 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


Thermodesulfobacteriaceae; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Salimicrobium 
5 Salimicrobium 


Agrobacterium 
8 Agrobacterium 
eae; 


Aquamicrobium defluvii 
defluvii Bacteria; 


Aquamicrobium. 


Desulfovibrio 
4 Desulfovibrio 


Desulfovibrionaceae; 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Desulfovibrio 

8 Desulfovibrio 
ulfovibrionaceae; 


Succiniclasticum 
iclasticum ruminis 
m. 

Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Clostridium 
8 Clostridium 
lostridium. 

Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Rhizobium giardinii 


3655877 3657353 Rhizobium giardinii Bacteria; 


269312 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


269312 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


269312 Bacteria_16S 


strain OP 16S rib 


3760797 3760873 17 93 
ribosomal RNA, partial sequence 
rochaetales; 


gi 


3766815 3766902 5 93 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; 

3880479 3880563 9 93 
S ribosomal RNA, 
ridia; 


gi 


Clostridiales; 
3942747 3942831 9 
osomal RNA, partial sequence 


Clostridiaceae; 
93 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


269312 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


269312 Bacteria_16S 


strain KLB 16S ri 


3944208 3944292 9 93 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3948593 3948677 9 93 gi 
bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


269312 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


269312 Bacteria_16S 


nitratireducens s 
nitratireducens B 


269312 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


269312 Bacteria_16S 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


269312 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


269312 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


269312 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


269312 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


269312 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


269312 Bacteria_16S 


californicum stra 
californicum Bact 


269312 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


269312 Bacteria_16S 


strain E-1-A 16S 
Proteobacteria; A 


269312 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


269312 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


3959044 3959128 9 

ain M-8 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; Sporola 
4173531 4173615 9 93 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
4188806 4188882 17 93 gi 


93 gi 
complete se 


rochaetales; Brachyspiraceae; Brachysp 
37578 37653 18 93 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


125637 125712 18 93 gi 
in NSP M-1 16S ribosomal RNA, partial 

eria; Nitrospirae; Nitrospirales; Nitr 
233952 234027 18 93 gi 
n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


259979 260054 18 93 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


288592 288671 17 95 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
294780 294835 4 59 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
300786 300865 17 95 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
340743 340821 15 93 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
351134 351209 18 93 


Pediococ 
gi 
ia; Rhodobacterales; Rhodobacteraceae; 
356990 357061 19 90 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
358393 358468 18 93 gi 
ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


373399 373470 19 90 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


269312 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


473360 473435 20 95 
ribosomal RNA, partial sequence 
bacillales; Weissella. 


gi 


3759507 37610 
Spirochaetaceae; Borrelia. 


Desulfov 


complete sequence 3879197 38807 


3941522 39429 


3947368 39487 


6S ribosomal RNA, partial sequence 4187537 41889 


339450 34088 


somal RNA, partial sequence 349928 351312 Parac 


355741 35715 


219846392 


219846387 
ce 37655 
ib 
219846309 


Caloramato 
219846264 


Acetobacte 
219846263 
nce 39429 
rillales; 

219846260 


Acetobacte 
219846253 
quence 

ctobacilla 
219846098 
1 sequence 
ridiales; 
219846084 


ira. 

265679039 
ial sequen 
ia; Rhodob 


265678979 
sequence 
ospiraceae 
265678907 
uence 
ia; Rhodob 


265678889 
tial seque 
acteria; R 


265678868 
28734 


265678864 
uence 

s; Chlorob 
265678860 
uence 

smataceae; 
265678831 


cus. 
265678824 


Paracoccu 
265678818 


Sphingomon 
265678816 
partial se 
eria; Rhod 


265678806 
quence 
teria; Sph 


265678736 


rionales; 


ref|NR_025983.1| Borrelia coriaceae 
25 Borrelia coriaceae Bacteria; 


Desulfovibrio 

ovibrio acrylicus 
; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 
Gis 
ref|NR_025854.1 
34 Acidiphilium rubrum Bacteria; 
raceae; Acidiphilium. 
ref|NR_025853.1| Acidiphilium 
85 3944397 Acidiphilium organovorum 
Acetobacteraceae; Acidiphilium. 
ref|NR_025850.1| Acidiphilium angustum 
80 Acidiphilium angustum Bacteria; 
raceae; Acidiphilium. 
ref |NR_025843.1| Sporolactobacillus 

3957761 3959244 Sporolactobacillus 
ceae; Sporolactobacillus. 
ref|NR_025688.1| Garciella 

4172278 4173748 Garciella 
Eubacteriaceae; Garciella. 
ref|NR_025674.1| Brachyspira pilosicoli 
98 Brachyspira pilosicoli Bacteria; 


ref|NR_025978.1 
67 3766920 Desulf 


Acidiphilium rubrum 


ref|NR_029347.1| Sulfitobacter 

ce 36384 37736 Sulfitobacter 

acterales; Rhodobacteraceae; 

ref|NR_029287.1| Nitrospira 
124349 125867 Nitrospira 

; Nitrospira. 

ref|NR_029215.1| Rhodobacter 
232719 234184 Rhodobacter 

acterales; Rhodobacteraceae; 

ref|NR_029197.1| Ruegeria 

nce 258782 260120 Ruegeria 

hodobacterales; Rhodobacteraceae; 

ref|NR_029174.1| Mycoplasma felis 


1 288773 Mycoplasma felis Bacteria; 
ref|NR_029170.1| Prosthecochloris 
293547 295005 Prosthecochloris 
iaceae; Prosthecochloris. 
ref|NR_029166.1| Mycoplasma 
299496 300945 Mycoplasma 
Mycoplasma. 
ref |NR_029136.1| Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


ref|NR_029129.1| Paracoccus kocurii 
occus kocurii Bacteria; Proteobacteria; 
Ss. 
ref|NR_029123.1| Sphingopyxis terrae 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_029121.1] Loktanella 
quence 357208 358614 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029111.1| Sphingomonas 

372149 373610 Sphingomonas 
ingomonadales; Sphingomonadaceae; 
ref|NR_029041.1| Weissella koreensis 


472041 473537 Weissella koreensis Bacteria; 


269312 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


269312 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


269312 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


269312 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


269312 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


269312 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


269312 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


269312 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


269312 Bacteria_16S 


strain DSS-3 16S 


477786 477861 18 93 gi 


ia; Rhodobacterales; Rhodobacteraceae; 

504088 504163 18 93 gi 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


572682 572757 18 93 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


796349 796424 18 93 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
804135 804214 17 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
834697 834768 19 90 gi 
train Barker I 16S ribosomal RNA, part 


836199 836270 19 90 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
7 Zymomonas. 

908946 909017 19 90 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 

929119 929194 18 93 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930602 930677 18 93 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


269312 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


269312 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


269312 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


269312 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


269312 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


269312 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


269312 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 
Weissella. 

269312 Bacteria_16S 


Lactobacillales; 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


956986 957069 10 93 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


997018 997093 20 95 

ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1054840 1054919 17 95 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


gi 


1068455 1068526 19 90 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1074364 1074435 19 90 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078758 1078829 19 90 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1084735 1084806 19 90 gi 
ia; Sphingomonadales; Sphingomonadacea 

1142328 1142399 19 90 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
1288779 1288854 20 


95 gi 


1337408 1337483 18 93 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


269312 Bacteria_16S 


Och 149 16S ribos 


1352716 1352791 18 
omal RNA, partial sequence 


93 gi 


476563 478023 Parac 


802889 80433 


acteria; Proteobacteria; Alphaproteoba 


907717 90916 


929371 93083 


995703 99724 


Sphingomonadales; 


Sphingomonadales; 


1287447 1289004 Weiss 


265678733 


Paracoccu 
265678716 
sequence 

eria; Rhod 


265678671 
sequence 
teria; Rho 


265678515 
nce 79504 
eptospiril 
265678510 


265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 
roteobacte 


265678439 


Erythrobac 
265678426 
nce 92790 
terales; R 
265678425 


hodobacter 
265678408 
sequence 
acteria; R 
265678380 


catella. 
265678341 
uence 
teria; 


265678332 
ence 10672 


265678328 
ence 10731 


265678324 
10775 
Sphingomon 

265678320 


e; Sphingo 
253680762 
quence 
eria; Sphi 


219846052 
228721486 
equence 


eobacteria 


228720499 


tera 


hodo. 


hizo 


Campylo 


bium. 


ngomonadales; 


ella 


ref 
occu 
Ss. 
ref|NR_029021.1 

502862 504310 
obacterales; Rho 


NR_029038.1 
s yeei Bacte 


ref|NR_028976.1 
571472 572837 
dobacterales; Rh 


ref |NR_028818.1 
0 796555 Leptos 
lum. 


ref|NR_028813.1 


Paracoccus yeei strain 
ria; Proteobacteria; 


Loktanella 
Loktanella 
dobacteraceae; 


Jannaschia 
Jannaschia 


odobacteraceae; 


Leptospirillum 
pirillum ferriphilum 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref|NR_028741.1 
0 Erythrobacter 
ceae; Erythr 
ref|NR_028728.1 
3 929320 Roseov 

bacteraceae; 


ref|NR_028727.1 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Roseovarius 
arius nubinhibens 

Roseovarius. 

Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


aceae; Ruegeria 
ref|NR_028710.1 

955748 957207 
biales; Phyl 


ref|NR_028682.1 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


ref|NR_028643.1 
1053566 105500 
bacterales; 


ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028622.1 
gobium amiense B 


ref 
1 


NR_028010.1 
141076 114255 


Sp 


ref |NR_025642.1 


soli Bacter 


NR_027609.1 
8 


odobacterale 


ref 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Sphingobium amiense 
acteria; Proteobacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Weissella soli strain 
ia; Firmicutes; 


Phaeobacter 
7 Phaeobacter 


s; Rhodobacteraceae; 


Roseobacter litoralis 


NR_027593.1 


1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 


269312 Bacteria_1 
antarcticus strai 
Proteob 
269312 Bacteria_1 


Bacteria; 


strain HTCC2516 1 
Bacteria; 


strain MP145 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 
strain S-3 16S ri 
Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 
stenotrophicus st 
stenotrophicus Ba 


Thalassobacter. 


269312 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 


Roseisalinus. 


269312 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 


Loktanella. 


269312 Bacteria_16S 


strain R-8904 16S 


strain M577-94 16 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


269312 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphapro 
269312 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphapro 
269312 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


strain MXx9 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


269312 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


269312 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


Proteob 
269312 Bacteria_16S 


6S 1363184 1363259 18 93 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
6S 1370786 1370861 18 93 gi 


acteria; Alphaproteobacteria; Rhodobac 
1393284 1393363 17 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1400833 1400904 19 90 gi 
RNA, partial sequence 
Sphingomonadales; 
1414325 1414396 19 90 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 
1445107 1445182 18 93 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


1611518 1611593 18 
n EL-88 
ria; Pro 


93 gi 
16S ribosomal RNA, partial seq 
teobacteria; Alphaproteobacter 


1612998 1613073 18 
in LMG 2 
eria; Pr 


93 gi 
2007 16S ribosomal RNA, partia 
oteobacteria; Alphaproteobacte 


1712048 1712123 18 93 
ribosomal RNA, partial sequence 


gi 


1844489 1844564 20 95 

S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 
1857962 1858037 20 95 


gi 


Isobacu 
gi 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


6S ribosomal RNA, partial sequence 1369567 


1392046 


ho 


228719132 
nce 13619 
terales; 
228718299 
13709 
terales; 
228716184 
13934 


228715353 


1399580 1401060 Sphin 
Sphingomon 


224581449 


1413085 14145 
Sphingomon 


224581424 
sequence 
teria; 


219878469 
uence 
ia; 


, 


219878468 
1 
ria; 


219878400 


1710844 17122 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
269312 Bacteria_16S 


dobacter 
219878306 


1843183 18446 


lum. 
219878296 


6S ribosomal RNA, partial sequence 1856650 18581 


bacillales; Carnobacteriaceae; Trichococcus. 
1956802 1956873 19 90 gi|219878224|ref|NR_025363.1 
ibosomal RNA, partial sequence 1955571 1957016 Sphingomonas 
Sphingomonadales; Sphingomonadaceae; Sphingo 

2016604 2016675 19 90 gi| 219878185 |ref|NR_025324.1 

16S ribosomal RNA, partial sequence 2015375 2016816 Caulob 
Sphingomonadales; Sphingomonadaceae. 

2114063 2114134 19 90 gi| 219857659 |ref|NR_025248.1 
strain US6-1 16S ribosomal RNA, partial sequence 2112812 211429 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales 

2118671 2118742 19 90 gi| 219857656 |ref|NR_025245.1 

ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter 
teobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 

2151949 2152020 19 90 gi|219857634|ref|NR_025223.1 

ribosomal RNA, partial sequence 2150729 21521 
teobacteria; Sphingomonadales; Erythrobacteraceae; Porphy 
2198931 2199010 17 95 gi|219857600|ref|NR_025188.1 
bosomal RNA, partial sequence 2197691 21991 
icutes; Mycoplasmataceae; Mycoplasma. 
2200429 2200508 17 95 gi| 219857599 |ref|NR_025187.1 
bosomal RNA, partial sequence 2199190 22006 
icutes; Mycoplasmataceae; Mycoplasma. 
2201940 2202019 17 95 gi| 219857598 |ref|NR_025186.1 


2200688 22021 


2204961 2205040 17 95 gi| 219857596 
bosomal RNA, partial sequence 2203720 22051 
icutes; Mycoplasmataceae; Mycoplasma. 

2206460 2206539 17 95 gi| 219857595 
in WR1 16S ribosomal RNA, partial sequence 22052 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2209487 2209566 17 95 gi| 219857593 
ibosomal RNA, partial sequence 2208244 22096 
icutes; Mycoplasmataceae; Mycoplasma. 

2212515 2212594 17 95 gi|219857591 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


R 


R 


Rho 


Rhodob 


sequence 
Rhodo 


ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027572.1 


hodo. 
ref 


bacteraceae; 
NR_027548.1 


ref 
gomo 
adac 
ref 


NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_027233.1 


adaceae; Sphingo 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 
ref|NR_025539.1 


acea 
ref 


e; Loktanell 
NR_025445.1 


ref|NR_025435.1 
69 Trichococcus 


ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025181.1 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Thalassobacter 

0 Thalassobacter 

odobacteraceae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Isobaculum melis 


97 Isobaculum melis Bacteria; 


Trichococcus palustris 


palustris Bacteria; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


, 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


ref|NR_025179.1 


Mycoplasma columborale 


2211275 2212723 Mycoplasma columborale Bacteria; 


269312 Bacteria_16S 


strain RG-2C 16S 


Tenericutes; Moll 
269312 Bacteria_16S 


strain BbT2g 16S 


Tenericutes; Moll 
269312 Bacteria_16S 
strain 1340 16S r 
Tenericutes; Moll 
269312 Bacteria_16S 
azotonutricium st 
azotonutricium Ba 
269312 Bacteria_16S 
strain 852 16S ri 
Tenericutes; Moll 
269312 Bacteria_16S 
strain HRC292 16S 
Tenericutes; Moll 
269312 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


269312 Bacteria_16S 
strain R171 16S r 


Tenericutes; Moll 


269312 Bacteria_16S 
strain PG30 16S r 


Tenericutes; Moll 


269312 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


269312 Bacteria_16S 
columbinasale strain 694 16S ribosomal RNA, partial seq 


columbinasale Bac 


269312 Bacteria_16S 
strain G122 16S r 


Tenericutes; Moll 


269312 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


269312 Bacteria_16S 
taejonensis strai 
taejonensis Bacte 


Sphingopyxis. 


269312 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


269312 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


269312 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
269312 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


269312 Bacteria_16S 


2214015 2214094 17 95 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215513 2215592 17 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2217013 2217092 17 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2270545 2270636 2 93 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 

2281215 2281294 17 95 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2370383 2370462 17 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371894 2371973 17 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2374909 2374988 17 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2376419 2376498 17 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377933 2378012 17 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2379441 2379520 17 95 gi 


gi 


teria; Tenericutes; Mollicutes; Mycopl 
2380947 2381026 17 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2400676 2400751 18 93 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


2458494 2458565 19 90 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


2459985 2460056 19 90 

ribosomal RNA, partial sequence 
Sphingomonadales; 
2461477 2461548 19 90 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 

2591683 2591758 20 95 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2616356 2616431 20 95 gi 


gi 


ridia; Clostridiales; Clostridiales Fa 


2672381 2672460 17 95 gi 


psilonproteobacteria; Campylobacterale 
2885804 2885875 19 90 gi 
S ribosomal RNA, partial sequence 
Sphingomonadales; 
2966018 2966089 19 90 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 

3063387 3063462 18 93 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


3085911 3085986 18 93 gi 


2212774 22142 


2214274 22157 


2215772 22172 


2279959 22814 


2369126 23705 


2370638 23720 


2373653 23751 


2375159 23766 


2376676 23781 


2379691 23811 


2458757 24601 


2460248 24616 


16S ribosomal RNA, partial sequence 2615060 26165 


6S ribosomal RNA, partial sequence 2671138 26725 


2884576 28858 


2964771 29662 


219857590 


219857589 


219857588 


219857553 
sequence 
Spirochaet 

219857546 


219857480 


219857479 


219857477 


219857476 


219857475 


219857474 

uence 

asmataceae 
219857473 


219857460 
sequence 
acteria; R 
219857411 
quence 

ia; Sphing 


219857410 


Sphingomon 
219857409 


Sphingomon 
219857274 
25903 
cus. 
219857255 


mily XII. 
219857208 


s; Helicob 
219856866 


Sphingomon 
219856812 


Sphingomon 
219846880 
sequence 
eria; Rhod 


ref|NR_025178.1| Mycoplasma citelli 
23 Mycoplasma citelli Bacteria; 
ref|NR_025177.1| Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


ref|NR_025141.1] Treponema 

2269277 2270739 Treponema 
aceae; Treponema. 
ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 
ref|NR_025068.1| Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 
ref |NR_025063.1| Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


ref |NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


Mycoplasma 
0 Mycoplasma 


ref |NR_025048.1 
2399427 240087 
hizobiales; Hyph 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


ref |NR_024999.1 
2457264 245870 
omonadales; Sphi 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 
97 Sphingomonas koreensis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024997.1| Sphingomonas aquatilis 
89 Sphingomonas aquatilis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024905.1] Enterococcus cecorum 
79 2591887 Enterococcus cecorum Bacteria; 


ref|NR_024998.1 


ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref |NR_024836.1| Helicobacter ganmani 
55 Helicobacter ganmani Bacteria; 
acteraceae; Helicobacter. 
ref|NR_024685.1| Sphingomonas 
81 Sphingomonas oligophenolica Bacteria; 
adaceae; Sphingomonas. 
ref|NR_024631.1| Sphingopyxis chilensis 
22 Sphingopyxis chilensis Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_026472.1| Sulfitobacter 

3062186 3063600 Sulfitobacter 
obacterales; Rhodobacteraceae; 


219846865 


ref|NR_026457.1| Paracoccus 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


269312 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


269312 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


269312 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


269312 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


269312 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


269312 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


269312 Bacteria_16S 


strain IFO 10550 
Proteobacteria; A 


269312 Bacteria_16S 


strain IFO 15498 
Proteobacteria; A 


269312 Bacteria_16S 


strain LMG 2142 1 
Proteobacteria; A 


269312 Bacteria_16S 


strain B 16S ribo 
Clostridia; Clost 


269312 Bacteria_16S 


strain BN6 16S ri 
Proteobacteria; A 


269312 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


269312 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


269312 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


269312 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


269312 Bacteria_16S 


3087356 3087431 18 93 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


ue 
er 


3112801 3112876 18 
11383 1 
acteria 


93 gi 
6S ribosomal RNA, partial seque 
; Deltaproteobacteria; Desulfob 
3135292 3135367 18 93 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3144368 3144443 18 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
93 gi 
19 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


ne 
ac 


ho 


3162696 3162771 18 
in EL-2 
eria; P 


te 


eq 
rie 


3164159 3164234 18 93 gi 
172 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 
3209799 3209870 19 90 gi 


e 
ho 


lphaproteobacteria; Sphingomonadales; 
3211291 3211362 19 90 gi 


Sp 


lphaproteobacteria; 
3262647 3262718 19 


Sphingomonadales; 
90 gi 


Sp 


lphaproteobacteria; Sphingomonadales; 
3302202 3302280 17 95 gi 


Sp 


ridiales; Blautia. 

3312787 3312858 19 90 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3447193 3447252 36 95 gi 


gi 


Sp 


ridia; Clostridiales; cl 
3578116 3578199 9 92 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3635776 3635855 17 95 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3683070 3683145 18 93 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3692165 3692244 17 95 gi 


Clostridiaceae; 
nc 
le 


ob 


te 


219846864 


219846847 
219846832 
3134094 31355 


219846826 


219846814 


219846813 
219846782 
16S ribosomal RNA, partial sequence 3208570 32100 


219846781 
16S ribosomal RNA, partial sequence 3210062 32115 


219846746 
6S ribosomal RNA, partial sequence 3261418 32628 


219846720 
somal RNA, partial sequence 3300930 3302411 Blaut 


219846712 
3311548 33129 


219846612 
6S ribosomal RNA, partial sequence 3445905 34473 
219846524 
219846482 


219846449 


219846443 


NR_026456.1 
5 
fe} 


nce 
ia; Rhod terales; 
ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 


ref|NR_026424.1 


e 31115 
terales; 


dobacteraceae; Paracoccu 
ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026406.1 
161511 316291 


bacterales; Rhod 


31431 
rales; R 


w 


uence 
a; Rhodo 


ref |NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 


31629 
dobacter 


hingomon 


adac 
ref 


hingomon eae; Sphingo 


NR_026338.1 


adac 
ref 
ias 


hingomon eae; Sphingo 
NR_026312.1 
chinkii Bact 
ref |NR_026304.1 
adac 
ref 


hingomon eae; Sphingo 


NR_026204.1 
ostridium. 
ref |NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref |NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 


ref|NR_026034.1 


35769 
Brady 


e 
S; 


36345 
acterale 


36818 
rales; R 


strain G145 16S ribosoma 


1 RNA, partial sequence 


3690909 36923 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 

Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 
Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 

obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


03 Sphingomonas pruni Bacteria; 


monas. 
Sphingomonas trueperi 


78 Sphingomonas trueperi Bacteria; 


monas. 
Blautia schinkii 
eria; Firmicutes; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Clostridium viride 


86 Clostridium viride Bacteria; 


Blastobacter 

bacter capsulatus 
astobacter. 
Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Tenericutes; Moll 


269312 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


269312 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


bosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 
3756226 3756305 17 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3778875 3778958 11 93 gi 


269312 Bacteria_16S 


leonicaptivi stra 


Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; My 
269312 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


269312 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


269312 Bacteria_16S 
strain DD 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


269312 Bacteria_16S 
strain BVl 16S ribosomal RNA, partial sequence 


motogales; Thermotogaceae; Thermotoga. 
3784866 3784945 17 95 gi|219846374|ref|NR_025965.1 
in 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycopl 


co 
3833411 3833489 15 93 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
3857554 3857633 17 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3859026 3859105 17 95 gi 


R 


icutes; Mycoplasmataceae; Mycoplasma. 


219846395 
3754983 37564 


219846378 
3777587 37790 


219846340 


219846324 


3856288 38577 


219846323 
3857775 38592 


ref|NR_025986.1 


ref|NR_025969.1 


plasma. 
ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref 


38321 
uminococ 
NR_025914.1 


ref |NR_025913.1 


3885177 3885256 17 95 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


219846306 
3883911 3885377 Mycoplasma corogypsi Bacteria; 


ref 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Mycoplasma 
asma leonicaptivi 


Ruminococcus bromii 
coccus bromii Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


NR_025896.1 


Mycoplasma corogypsi 


269312 Bacteria_16S 3932687 3932762 20 95 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

269312 Bacteria_16S 3936960 3937035 18 93 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

269312 Bacteria_16S 3938394 3938469 18 93 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

269312 Bacteria_16S 3966574 3966645 19 90 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

269312 Bacteria_16S 3975420 3975491 19 90 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

269312 Bacteria_16S 3995874 3995945 19 90 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

269312 Bacteria_16S 3997365 3997436 19 90 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

269312 Bacteria_16S 3998859 3998930 19 90 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

269312 Bacteria_16S 4001783 4001854 19 90 gi| 219846224 |ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

269312 Bacteria_16S 4036736 4036807 19 90 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
269312 Bacteria_16S 4103082 4103157 20 95 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 4136458 4136537 17 95 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
269312 Bacteria_16S 4145853 4145932 17 95 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
269312 Bacteria_16S 4152104 4152183 17 95 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

269312 Bacteria_16S 4153532 415361117 95 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

269312 Bacteria_16S 4159794 4159873 17 95 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

269312 Bacteria_16S 4232677 4232752 18 93 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

269312 Bacteria_16S 22405 22491 9 95 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

269312 Bacteria_16S 189623 189701 17 95 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

269312 Bacteria_16S 310003 310081 15 93 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
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269312 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


acteria; Alphaproteobacteria; Rhodobacte 
4134924 4134998 19 93 gi 
in BC74171 16S ribosomal RNA, partial 


eria; Proteobacteria; Alphaproteobacte 


se 
bags 8 


23977 24034 36 93 gi 
in 265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
25550 25623 20 93 gi 
rain R2 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
163578 163663 9 93 gi 
n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
id 


ue 
id 


en 
al 
247992 248049 9 


66 gi 


bosomal RNA, partial sequence 


teria; Actinobacteria; Actinobacterida 
esterenkonia. 

430400 430485 9 93 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


s 


, 


474900 474973 20 93 gi 
rain JLB-1 16S ribosomal RNA, partial 

cteria; Firmicutes; Lactobacillales; E 
508745 508818 20 93 gi 
p- torquens strain 30 16S ribosomal RN. 


se 
nt 


A, 


Lactobacillus. 

551421 551494 20 93 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 


qu 
ct 


269312 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


586155 586228 20 93 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


219846124 


265679048 


265679047 


265678954 


265678897 
16S ribosomal RNA, partial sequence 246697 24821 


422881 42442 


lales; Bacillaceae; Bacillus. 
427313 427398 9 93 gi| 265678770 
ain YIM70097 16S ribosomal RNA, partial sequence 


265678768 


265678735 


265678713 


265678685 


265678662 


rales; R 


quence 
a; Rhodo 


ce 22677 
iaceae; 


nce 
iales; C 
ce 16233 
es; Micr 


e; Actinomycet 


equence 
Actinomy 


quence 
erococca 


complet 


ence 
obacilla 


hodo. 
ref 


bacteraceae; 
NR_025714.1 
133716 413512 
bacterales; Rhod 


rs 


ref|NR_029356.1 

24226 Clostr 
Clostridium. 
NR_029355.1 
24277 25711 
ridiaceae; C 
ref |NR_029262.1 
4 163815 Brevib 
ococcineae; Brev 


ref |NR_029205.1 


ref|NR_029075.1 
426041 427535 
ales; Microc 


ref |NR_029073.1 
429128 430610 
cetales; Microco 


ref|NR_029040.1 

473588 475066 
ceae; Enterococc 
ref|NR_029018.1 
e sequence 


ref|NR_028990.1 
550095 551652 
ceae; Lactobacil 


Rickettsia montanensis 
tsia montanensis 
kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 
Rhodovulum 

ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 

Rhodothalassium 

halassium salexigens 
Rhodothalassium. 
Paracoccus 

3 Paracoccus 

obacteraceae; 


Clostridium 
idium orbiscindens 


Clostridium 

Clostridium 
lostridium. 

Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


motogales; Thermotogaceae; Thermotoga. 
334485 334570 9 93 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

359934 360019 9 93 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

361480 361565 9 93 gi|265678814|ref|NR_029119.1| Nesterenkonia 
n YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

421067 421152 9 93 gi|265678774|ref|NR_029079.1| Brevibacterium 
KM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 

424199 424272 20 93 gi|265678772|ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Enterococcus 
Enterococcus 
us. 
Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillus 
Lactobacillus 
lus. 


ref |NR_028967.1 


Bacillus barbaricus 


584888 586308 Bacillus barbaricus Bacteria; 


269312 Bacteria_16S 611846 611919 20 93 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

269312 Bacteria_16S 714629 714714 9 93 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

269312 Bacteria_16S 831653 831726 20 93 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

269312 Bacteria_16S 833205 833278 20 93 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

269312 Bacteria_16S 848348 848423 18 93 gi| 265678481 |ref|NR_028784.1| Paracoccus 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

269312 Bacteria_16S 898178 898251 20 93 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

269312 Bacteria_16S 963200 963273 20 93 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

269312 Bacteria_16S 972382 972459 19 95 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
269312 Bacteria_16S 1081773 1081846 20 93 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
strain NAF0O01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 1087847 1087920 20 93 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 1096870 1096955 9 93 gi|265678312|ref|NR_028614.1| Acetobacter 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 1095628 1097070 Acetobacter 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

269312 Bacteria_16S 1133232 1133317 9 93 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

269312 Bacteria_16S 1155905 1155978 20 93 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

269312 Bacteria_16S 1201340 1201425 9 93 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

269312 Bacteria_16S 1299180 1299265 9 93 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
269312 Bacteria_16S 1482962 1483039 19 95 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 

269312 Bacteria_16S 1509996 1510069 20 93 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
269312 Bacteria_16S 1588586 1588659 20 93 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

269312 Bacteria_16S 1604041 1604126 9 93 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

269312 Bacteria_16S 1631181 1631254 20 93 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

269312 Bacteria_16S 1718194 1718279 9 93 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

269312 Bacteria_16S 1753197 1753270 20 93 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Bacillus. 


269312 Bacteria_16S 
strain CCUG 43457 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; Ba 


269312 Bacteria_16S 
16S ribosomal RNA, partial sequence 
Marinibacillus. 


strain 581 


Firmicutes; Bacil 


269312 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


269312 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


269312 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


269312 Bacteria_16S 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


269312 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


269312 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


269312 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


hyointestinalis s 


Campylobacterales 


269312 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


269312 Bacteria_16S 
s strain DSM11821 16S ribosomal RNA, p 


weihenstephanensi 
weihenstephanensi 


269312 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


269312 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain IFO 15059 


raffinosus strain 
raffinosus Bacter 


269312 Bacteria_16S 
rain CCUG 35717 16S ribosomal RNA, par 
M 44385 Bacteria; Actinobacteria; Acti 


kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 


269312 Bacteria_16S 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
Dactylosporangium. 


fulvum strain DSM 
Bacteria; Actinob 


1786389 1786474 9 


cteroidia; 
1974947 1975020 20 


lales; Planococcaceae; 
2124741 2124814 20 
ribosomal RNA, partial 
lales; Bacillaceae; 
2126297 2126370 20 
ribosomal RNA, partial 
lales; Bacillaceae; 
2192901 2192976 20 


2336998 2337055 36 


Yr. 
2344532 2344617 9 


Actinopolymorpha. 
2394689 2394774 9 


cteroidia; 
2405275 2405348 20 


bacillales; 
2441835 2441928 1 


2526455 2526532 19 
ubsp. 


; Campylobacteraceae; 


2590104 2590177 20 


bacillales; 
2593257 2593330 20 


bacillales; 
2726564 2726637 20 
ribosomal RNA, partial 
lales; Bacillaceae; 
2870206 2870279 20 


s Bacteria; Firmicutes; 
2879676 2879749 20 


laceae; Bacillus. 
2964529 2964602 20 


bacillales; 
2988931 2989016 9 
3025332 3025405 20 


Firmicutes; 
3200887 3200964 17 


ia; 


e; Corynebacterium. 
3329550 3329635 9 


269312 Bacteria_16S 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 


3343163 3343248 9 


93 gi| 219878345 |ref|NR_025484.1 

1785130 1786580 Dysgon 
Porphyromonadaceae; Dysgonomonas. 

93 gi|219878212|ref|NR_025351.1 


93 
sequence 


Bacillus. 


93 
sequence 


Bacillus. 


95 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 
269312 Bacteria_16S 


93 


n ALG 1 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Alphaproteobacter 


93 


93 


ribosomal RNA, partial sequence 
Bacteroidales; 


93 


S ribosomal RNA, partial sequence 
Lactobacillaceae; 


93 


ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
269312 Bacteria_16S 


95 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 


93 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


93 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


93 
sequence 


Bacillus. 


93 


Bacillales; 
93 


93 


ribosomal RNA, partial sequence 
Streptococcaceae; 


93 


93 


93 


93 


93 


Porphyromonada 


Lactobac 


Enterococ 


Enterococ 


Streptoc 


Enter 


1973642 19751 


gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


gi|219857604 
2191612 21930 


219857504 
nce 
Rhodob 


gi 


ia; 

219857498 
sequence 

e; 


gi 


gi|219857464 
2393419 23948 
ceae; Po 
gi|219857457 
2403965 24054 
illus. 

219857426 
ce 24405 
ales; Ecto 
219857360 
RNA, pa 


gi 


gi 


219857275 
25888 


gi 


cus. 
219857273 
25919 
cus. 
gi|219857170 
2725265 27267 


gi 


219856878 
ar 
cillaceae; 
219856872 


gi 


Ba 
gi 


somal RNA, partial sequence 2878366 2879894 Bacil 


gi| 219856814 
2963222 29647 
occus. 


gi| 219846931 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 
1789-79 16S ribosomal RNA, partial se 
Lactobacillales; 


nebacterin 
219846907 
quence 

ococcaceae 
219846788 
tial seque 
nobacterid 


gi 


gi 


219846699 
ence 33282 
ales; Micr 


gi 


219846689 


gi 


Actinomycet 


tial sequenc 


ref|NR_025241.1 


ref |NR_025240.1 


ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025092.1 
2335756 233710 
acterales; Rhodo 


ref|NR_025086.1 
2343294 234473 
ales; Propio 


ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 
ref|NR_025045.1 
86 Lactobacillus 


ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref |NR_024948.1 
rtial sequence 


ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref |NR_024798.1 


ref |NR_024697.1 
e 286889 
illus; Bacil 
NR_024691.1 


flexus Bacte 


Bac 
ref 
lus 


ref |NR_024633.1 
20 Streptococcus 
ref |NR_026523.1 
eae; Gordoniacea 
ref |NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026380.1 
nce 319961 
ae; Actinomyceta 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ref|NR_026281.1 


Dysgonomonas mossii 
omonas mossii Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Amphibacillus tropicus 
tropicus Bacteria; 


Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Porphyromonas gulae 
gulae Bacteria; 


Lactobacillus kimchii 
kimchii Bacteria; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 

Campylobacter 

2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacter. 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Bacillus flexus strain 
ria; Firmicutes; 


Streptococcus canis 
canis Bacteria; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Enterococcus 
9 Enterococcus 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Dactylosporangium 


3341903 3343371 Dactylosporangium thailandense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Dactylosporangium 


269312 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


269312 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


269312 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


269312 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


269312 Bacteria_16S 


strain DSM 20425 
Actinobacteria; A 


269312 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


269312 Bacteria_16S 
6S ribosomal RNA, partial sequence 3537139 35386 


strain DSM 8722 1 
Firmicutes; Bacil 


269312 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


269312 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


269312 Bacteria_16S 


periodonticum str 
periodonticum Bac 


269312 Bacteria_16S 


nucleatum subsp. 


Fusobacteriaceae; 


Fusobacterium nucleatum subsp. 


3363242 3363327 9 93 


gi 


Bacillus. 
93 


lales; Bacillaceae; 
3544690 3544763 20 
6S ribosomal RNA, 


gi 


animalis Bacteria; 
Fusobacterium. 


269312 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


269312 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


269312 Bacteria_16S 


permense strain V. 
permense Bacteria 
Brevibacterium. 


269312 Bacteria_16S 


strain KMM 3637 1 
Actinobacteria; A 


269312 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


269312 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


269312 Bacteria_16S 


JMM-4 16S ribosom 


Bacillales; Bacillaceae; Anaerobacillus. 

269312 Bacteria_16S 54409 54493 9 93 gi| 265679028 |ref|NR_029336.1 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 

thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae 
269312 Bacteria_16S 90322 90406 9 93 gi|265679003|ref|NR_029311.1 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 

hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermode 
Thermodesulfobacterium. 

269312 Bacteria_16S 162128 162212 9 93 gi| 265678955 |ref|NR_029263.1 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clos 
269312 Bacteria_16S 388700 388784 9 93 gi|265678796|ref|NR_029101.1 


strain RV-12x 16S 
Firmicutes; Clost 


3622033 3622110 19 95 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; Fusoba 
3868196 3868281 9 93 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
4113677 4113762 9 93 gi 
KM Ac-2280 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


da 


se 
ti 


, 


4121231 4121316 9 
6S ribo 
ctinoba 


93 gi 
cteridae; Actinomycetales; Micr 
4131883 4131956 20 93 gi 
SF-57 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Marin 
4182768 4182845 19 95 gi 
n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 
4193433 4193490 36 93 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 


oc 
en 
ib 


s 
so 
2 


Bact 


219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


219846547 
complete sequence 3543393 35448 


lales; Bacillaceae; Bacillus. 

3549312 3549397 9 93 gi|219846544|ref|NR_026136.1 
ain VPB 4874 16S ribosomal RNA, partial sequence 3548038 354952 
teria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonada 

3619271 3619348 19 95 gi|219846493|ref|NR_026085.1 
ain EK1-15 16S ribosomal RNA, partial sequence 3618078 361940 
teria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobact 

3620652 3620729 19 95 gi|219846492|ref|NR_026084.1 
animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 


219846491 


partial 


38668 


ceae; 


quence 


219846137 
somal RNA, partial sequence 4119951 41214 
occineae 
219846126 


ce 41305 
acillus. 


219846089 


equence 
bacteria 


19846080 


41921 
eroidace 


4222192 4222265 20 93 
al RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
ridia; 


219846060 
4220889 4222400 Bacil 


Fusobacteria; 


cteriale 
219846317 


Po 
219846142 


nomyceta 


ref |NR_026267.1 
41 Salimicrobium 


44 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref 
sequ 


NR_026083.1 
ence 362084 
s; Fusobacteriac 
ref|NR_025907.1 
93 3868368 Porphy 
rphyromonas. 
ref|NR_025732.1 

4112427 411388 
les; Micrococcin 


ref|NR_025727.1 


; Brevibacteriac 
ref|NR_025716.1 
88 4132093 Marini 
ref|NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides 
ref|NR_025650.1 
lus macyae Bacte 


rs 


Salimicrobium album 
album Bacteria; 


lales; Bacillaceae; Salimicrobium. 

3390465 3390542 17 93 gi|219846652|ref|NR_026244.1| Meiothermus 
ain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
teria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

3394929 3395014 9 93 gi|219846649|ref|NR_026241.1| Brevibacterium iodinum 
6S ribosomal RNA, partial sequence 3393663 3395147 Brevibacterium iodinum Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 

3410202 3410287 9 93 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 

16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
idetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

3503354 3503439 9 93 gi|219846574|ref|NR_026166.1| Brevibacterium linens 
16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 

3535313 3535386 20 93 gi|219846553|ref|NR_026145.1] Bacillus 

DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
3538436 3538509 20 93 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Porphyromonas levii 
romonas levii Bacteria; 


Brevibacterium 
5 Brevibacterium 


eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Marinibacillus 
bacillus campisalis 


Fusobacterium 

4 Fusobacterium 

ium. 

Bacteroides capillosus 
oides capillosus 


Bacillus macyae strain 
ria; Firmicutes; 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


’ 


Clostridium 
Clostridium 
tridium. 


Veillonella ratti 


387448 388843 Veillonella ratti Bacteria; 
Clostridiales; Veillonellaceae; Veillonella. 


269312 Bacteria_16S 
rosea stra 
rosea Bact 


subsp. 
subsp. 
Roseomonas. 


269312 Bacteria_16S 
strain 5424 16S r 


431906 431990 9 93 gi 
in MDA5605 16S ribosomal RNA, partial 


448897 448981 9 93 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


269312 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; 


H 1 16S ribosomal 
Clostridia; 


strain MDA5527 16 


Clost 
269312 Bacteria_16S 


Clost 
269312 Bacteria_16S 


549803 549887 9 93 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
643928 644012 9 93 gi 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
742287 742371 9 93 gi 
S ribosomal RNA, partial sequence 


gi 


eria; Proteobacteria; Alphaproteobacte 


265678767 
sequence 
ria; 


265678756 


447654 44913 
Acetobacte 


265678686 


548509 55004 
Sporomusa 


265678622 


642624 644123 Sporo 


265678553 


741046 74252 


Rhodo 


ref|NR_029072.1 
430661 432145 
spirillales; Ace 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


ref|NR_029061.1| Roseomonas gilardii 
5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 

ref|NR_028991.1| Sporomusa aerivorans 
4 Sporomusa aerivorans Bacteria; 

ref 
musa 


Sporomusa ovata strain 
ria; Firmicutes; 


NR_028927.1 
ovata Bacte 


ref|NR_028857.1| Roseomonas mucosa 
7 Roseomonas mucosa Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

269312 Bacteria_16S 767232 767316 9 93 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

269312 Bacteria_16S 807133 807217 9 93 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

269312 Bacteria_16S 1158911 1158987 18 93 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 


1279 16S ribosoma 


Deinococcus-Thermus; 
269312 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


269312 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


269312 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


269312 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


269312 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


269312 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


269312 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


269312 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


269312 Bacteria_16S 
n WR-30 16S ribosomal RNA, partial seq 


taiwanensis strai 
taiwanensis Bacte 


269312 Bacteria_16S 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


269312 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


269312 Bacteria_16S 


strain A3.12 16S 
Proteobacteria; D 


269312 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


269312 Bacteria_16S 


1 RNA, partial sequence 
Deinococci; Thermales; 
1208969 1209053 9 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


Thermaceae; 
93 gi 


1693692 1693776 9 93 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; 
1868714 1868798 9 93 gi 
train TE2 16S ribosomal RNA, partial s 


1882488 1882572 9 93 gi 


ridia; Clostridiales; Veillonellaceae; 
1884064 1884148 9 93 gi 
ridia; Clostridiales; Veillonellaceae; 
1885644 1885728 9 93 gi 
ridia; Clostridiales; Veillonellaceae; 
1987497 1987573 17 93 gi 
n Cb fel8 16S ribosomal RNA, complete 

ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 

2050043 2050127 9 93 gi 
n DSM 6283 16S ribosomal RNA, partial 

ria; Firmicutes; Clostridia; Clostridi 
2194347 2194423 18 93 gi 


Deinococcus-Thermus; Deinococci; 

2224522 2224606 9 93 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
vy 


ria; 


2403709 2403793 9 93 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2534077 2534153 17 93 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2548679 2548763 9 93 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2567053 2567137 9 93 gi 


Coriobacteri 


Clostrid 


acteria; Proteobacteria; Alphaproteoba 


1157686 1159115 Meiot 


228715352 


1207714 12091 
Cori 


ales; 


219878412 
equence 
iales; 

219878289 
equence 
cteria; 


219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
poromusa 


s 
219878277 


6S ribosomal RNA, partial sequence 1882756 18842 


s 
219878276 


6S ribosomal RNA, partial sequence 1884339 18858 


Ss 
219878204 
sequence 

ia; Myxoco 


, 


219878159 
sequence 
ales; Veil 
219857603 
uence 
Thermales; 
219857583 
ence 22232 
teriales; 


219857458 

24024 
Veillonel 

219857355 


2532800 25342 
acteriov 


B 
219857345 
25473 
occaceae; 
219857290 


Meiothermus. 


Pep 


Rh 


poromusa. 


poromusa. 


hermus ruber DSM 1279 Bacteria; 


ref|NR_027524.1| Cryptobacterium curtum 
42 Cryptobacterium curtum DSM 15641 
obacterineae; Coriobacteriaceae; 


NR_025551.1 
1692386 169391 
tococcaceae; Des 
ref|NR_025428.1 

1867493 186885 
izobiales; Beije 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 
ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 


ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 


Cystobacter 
9 Cystobacter 
terineae; 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref|NR_025298.1 

2048758 205026 
lonellaceae; Ana 
ref|NR_025191.1 
193088 219457 
Thermaceae; Mei 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 

Meiothermus 
0 Meiothermus 
othermus. 
Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Ny 


Veillonella criceti 
nella criceti Bacteria; 


ref|NR_025046.1 
23 2403914 Veillo 
la. 
ref |NR_024943.1 
56 Peredibacter starrii Bacteria; 
oracaceae; Peredibacter. 

ref |NR_024933.1| Desulfosporosinus 
74 2548878 Desulfosporosinus meridiei 
Desulfosporosinus. 

ref|NR_024921.1] Anaeromusa 


Peredibacter starrii 


acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 


269312 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


269312 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
269312 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


269312 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


269312 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


269312 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


269312 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; Clost 


269312 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


269312 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


269312 Bacteria_16S 


DSM 
Firmicutes; 


10228 16S rib 
Clost 


269312 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


269312 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


269312 Bacteria_16S 


strain DSM 9580 1 


269312 Bacteria_16S 


acetireducens str 
acetireducens Bac 


269312 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


thermocisternum s 
thermocisternum B 


269312 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


269312 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


269312 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


269312 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


2614768 2614856 5 93 
bosomal RNA, partial sequence 
eltaproteobacteria; 
3020748 3020824 18 93 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3042081 3042157 19 95 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3052713 3052781 17 85 gi 
S ribosomal RNA, 
eltaproteobacteria; 
3155057 31551419 93 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3156650 3156734 9 93 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3180875 3180951 19 95 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3203783 3203867 9 93 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
3205282 3205374 1 93 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
3247728 3247804 17 93 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3265679 3265763 9 93 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3315861 3315937 17 93 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3318905 3318981 17 93 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3352331 3352407 18 93 gi 


gi 


gi 


219857256 


2613469 26150 
Desulfovibrionales; 


; Desulfov 
219846910 


3019481 30209 


Thermus. 
219846895 


3040796 30422 


219846887 


complete sequence 3051418 30529 
Desulfuromonadales; 


; Pelobact 
219846819 
ence 31537 
occaceae; 

219846818 
sequence 

Clostridia 
219846801 
31795 


219846786 


3202501 32039 


Sporomusa 
219846785 


3204032 32054 


a. 
219846756 
1 sequence 
iales; Pep 
219846744 


3264433 32658 


Clostridiu 
219846710 


3314589 33160 


eta. 
219846708 


3317638 33191 


eta. 
219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3483697 3483781 9 93 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3716169 3716217 17 65 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ococcineae 
219846587 
al sequenc 
diales; Cl 
219846426 


3714904 37163 


ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Desulfovibrio. 
ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 


Desulfovibrio senezii 
senezii Bacteria; 


ref|NR_026487.1| Facklamia languida 
68 Facklamia languida Bacteria; 


ref|NR_026479.1| Malonomonas rubra 
42 Malonomonas rubra Bacteria; 
eraceae; Malonomonas. 

ref|NR_026411.1| Desulfosporosinus 
64 3155274 Desulfosporosinus orientis 
Desulfosporosinus. 

ref|NR_026410.1| Desulfotomaculum 
155325 3156901 Desulfotomaculum 
les; Peptococcaceae; Desulfotomaculum. 
ref|NR_026393.1| Facklamia hominis 
83 3181087 Facklamia hominis Bacteria; 


Ww 


ref|NR_026378.1| Sporomusa silvacetica 
81 Sporomusa silvacetica Bacteria; 
ref|NR_026377.1| Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
tococcaceae; Desulfotomaculum. 

ref |NR_026336.1| Clostridium vincentii 
96 Clostridium vincentii Bacteria; 
m. 
ref|NR_026302.1| Spirochaeta africana 
62 Spirochaeta africana Bacteria; 


ref|NR_026348.1 
3246473 324794 


ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


ref|NR_026275.1| Agrococcus jenensis 
38 Agrococcus jenensis Bacteria; 

; Microbacteriaceae; Agrococcus. 
ref|NR_026179.1| Clostridium 

e 3482431 3483932 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


3765316 3765400 9 93 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
train ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

3790812 3790888 17 93 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3934099 3934175 17 93 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 


ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
4071367 4071451 9 93 gi 
bosomal RNA, partial sequence 


3932829 39341 


219846172 


4070099 40715 


96 Borrelia miyamotoi Bacteria; 


ref|NR_025762.1| Veillonella caviae 
00 Veillonella caviae Bacteria; 


ridia; Clostridiales; Veillonellaceae; Veillonella. 

4107602 4107678 17 93 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
ibosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

4185715 4185807 4 95 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 

ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

4231197 4231281 9 93 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
ubsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 


ptococcaceae; Desulfotomaculum. 


269312 Bacteria_16S 


188088 188147 36 95 gi 


265678938 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


ref|NR_029246.1| Clostridium 
186799 188298 Clostridium 


269312 Bacteria_16S 
strain Benl02 16S 


251044 251119 18 93 gi| 265678895 |ref|NR_029203.1 

ribosomal RNA, partial sequence 249819 25124 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 
252526 252601 18 93 gi| 265678894 |ref|NR_029202.1 


269312 Bacteria_16S 
strain Benl104 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
269312 Bacteria_16S 
kaplicensis strai 
kaplicensis Bacte 


Amaricoccus. 


269312 Bacteria_16S 
strain S-16 16S r 
Tenericutes; Moll 
269312 Bacteria_16S 
strain Ben 16S ri 
Tenericutes; Moll 
269312 Bacteria_16S 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequenc 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Sedimentibacter. 

269312 Bacteria_16S 354051 354126 18 93 gi| 265678821 


strain 941 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
269312 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; 


strain AM1114 16S 
Firmicutes; 


strain ELCA-2 16S 
Tenericutes; Moll 


269312 Bacteria_16S 
ferrooxidans stra 
Bacteria; Nitrosp 
269312 Bacteria_16S 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


269312 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


269312 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


269312 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


269312 Bacteria_16S 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


269312 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


269312 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


269312 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


269312 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


Clost 
269312 Bacteria_16S 


Clost 
269312 Bacteria_16S 


ribosomal RNA, partial sequence 


254001 254076 18 93 gi 


275035 275114 17 95 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
278090 278161 17 88 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
329769 329844 20 95 gi 


gi 


bosomal RNA, partial sequence 


737666 737745 17 95 gi 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1279580 1279659 17 95 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1432818 1432893 18 


93 gi 


1768332 1768407 20 95 gi 
ZF2 16S ribosomal RNA, partial sequenc 
tes; Clostridia; Clostridiales; Clostr 
1896446 1896536 4 95 gi 
eltaproteobacteria; Desulfobacterales; 
2160903 2160974 19 90 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


2288709 2288788 17 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; 
2329476 2329555 17 95 gi 
n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 

2365879 2365922 17 60 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2367389 2367432 17 60 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2368901 2368980 17 95 gi 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
2373403 2373482 17 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2721963 2722042 17 95 gi 
rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteob 


95 gi 


’ 


gi 


269312 Bacteria_16S 


2759358 2759433 18 92 gi 


n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 


251300 25272 


ho 


qu 


352821 35423 


mi 


ribosomal RNA, partial sequence 736380 73789 
icutes; Entomoplasmatales; Entomoplasmataceae; E 
892037 892112 9 83 gi| 265678450 
ribosomal RNA, partial sequence 890778 89219 
ridia; Halanaerobiales; Halobacteroidaceae; Oren 
1223970 1224029 36 95 gi| 219878346 


1222664 12241 


Ca 


en 
ep 


e 
id 


D 


qu 
ri 


al 
A 


qu 
la 


se 
la 


se 
ac 


265678893 
ia; 


265678877 
273748 27524 


265678875 
276812 27827 


265678841 


265678556 


219846093 
1278319 12798 
Entomoplasmataceae; M 
224581434 


219878359 


219878267 
6S ribosomal RNA, partial sequence 1895145 18966 


219857628 


219857540 
2287434 22889 
Entomoplasmat 
219857510 


219857483 
2364627 23660 


219857482 
219857481 
219857478 


2372144 23736 


219857174 


dobacter 


ence 


crobiace 


minicell 


ce 14315 
tospiril 


17670 
iales Fa 


esulfoba 


ence 
a; Rhodo 


aceae; M 
sequenc 
ctinomyc 


ence 
smatacea 


quence 
smatacea 


quence 


teria; S 


219857147 


Rhodob 


aceae; Amaricocc 
ref|NR_029201.1 

252777 254201 
acterales; Rhodo 


ref|NR_029183.1 


ref|NR_029181.1 


ref |NR_029146.1 
e 328486 329942 
Clostridiales F 


ref|NR_029126.1 
ae; Rhodoplanes. 
ref|NR_028860.1 
7 Entomoplasma 
ntomoplasma. 

ref|NR_028752.1 


ia. 
ref|NR_025485.1 
a. 

ref|NR_025683.1 
esoplasma. 
ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref |NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ref |NR_025128.1 
esoplasma. 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025069.1 

2367647 236907 
e; Mycoplasma. 
ref|NR_025066.1 


ref|NR_024802.1 
2720705 272211 
ulfurovum. 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Leptospirillum 
pirillum ferrooxidans 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Swaminathania 
2 Swaminathania 
tobacteraceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Microbacterium 
4 Microbacterium 
cineae; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma 
5 Mycoplasma 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Sulfurovum 
0 Sulfurovum 


ref|NR_024775.1 


Reichenbachiella 


agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 


agariperforans Bacteria; Bacteroidetes; 


Reichenbachiella. 


269312 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


269312 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


269312 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


269312 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


269312 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


269312 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


269312 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; Sp 


269312 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


269312 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


269312 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


269312 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


269312 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689138 3689217 17 95 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3775718 3775797 17 95 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3783400 3783479 17 95 gi 
in LL2 16S ribosomal RNA, partial sequ 


ue 


en 


269312 Bacteria_16S 


utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3821277 3821364 9 95 gi|219846349|ref|NR_025940.1 
n Eaton 90-119-3 16S ribosomal RNA, partial sequence 382000 
ria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
3985513 3985588 18 92 gi|219846235|ref|NR_025825.1 
6S ribosomal RNA, partial sequence 3984248 39856 
hingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 
4072832 4072907 20 95 gi|219846171|ref|NR_025761.1 
rain BOR-Y 16S ribosomal RNA, partial sequence 4071551 407304 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Fa 
4119678 4119757 17 95 gi|219846138|ref|NR_025728.1 
bosomal RNA, partial sequence 4118405 41199 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4138024 4138103 17 95 gi|219846122|ref|NR_025712.1 
ribosomal RNA, partial sequence 4136739 41382 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4141156 4141235 17 95 gi|219846120|ref|NR_025710.1 
n Ar-1343 16S ribosomal RNA, partial sequence 4139871 414138 
ria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatace 
4142720 4142799 17 95 gi|219846119|ref|NR_025709.1 
ribosomal RNA, partial sequence 4141437 41429 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4144286 4144365 17 95 gi|219846118|ref|NR_025708.1 
ribosomal RNA, partial sequence 4143001 41445 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4147418 4147497 17 95 gi|219846116|ref|NR_025706.1 
ain PUP-1 16S ribosomal RNA, partial sequence 4146134 414764 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 
4150538 4150617 17 95 gi|219846114|ref|NR_025704.1 
ribosomal RNA, partial sequence 4149264 41507 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4155097 4155176 17 95 gi|219846111|ref|NR_025701.1 
ribosomal RNA, partial sequence 4153813 41553 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4156663 4156742 17 95 gi|219846110|ref|NR_025700.1 
ibosomal RNA, partial sequence 4155378 41568 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4161360 4161439 17 95 gi| 219846107 |ref|NR_025697.1 
in PLHS-1 16S ribosomal RNA, partial sequence 4160075 416159 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
4164391 4164470 17 95 gi|219846105|ref|NR_025695.1 


3686364 36878 


219846445 
3687881 36893 


219846380 


smataceae; 
219846375 


ref|NR_026036.1 


ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025966.1 
35 3783570 Mycopl 


nce 


ce 37821 


mily XI. 


Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
3121930 3122005 20 95 gi|219846841|ref|NR_026433.1]| Ammoniphilus 
n RAOx-FS 16S ribosomal RNA, partial sequence 3120644 3122140 Ammoniphilus 
ria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
3123477 3123552 20 95 gi|219846840|ref|NR_026432.1]| Ammoniphilus 
RAOx1 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
tes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
3584171 3584230 36 95 gi|219846520|ref|NR_026112.1| Clostridium 
train BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3655623 3655698 18 93 gi|219846468|ref|NR_026060.1| Amaricoccus 
ain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
3687621 3687700 17 95 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Mycoplasma 
asma leopharyngis 


Helicobacter 
8 3821492 Helicobacter 


elicobacteraceae; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 


Mesoplasma tabanidae 


strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 


Tenericutes; Moll 


icutes; Entomoplasmatales; Entomoplasmat 


aceae; Mesoplasma. 


269312 Bacteria_16S 
grammopterae stra 
grammopterae Bact 
269312 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


269312 Bacteria_16S 


phaeovibrioides s 
phaeovibrioides B 
Chlorobium. 


269312 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


269312 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


269312 Bacteria_16S 


strain MB312 16S 


269312 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


269312 Bacteria_16S 


ribosomal RNA, partial sequence 


4175072 417515117 95 gi| 219846097 
in GRUA-1 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Entomoplasmatales 

4181225 4181304 17 95 gi|219846092 


4179947 41814 


ref |NR_025687.1 

4173799 417528 
; Entomoplasmataceae; Mesoplasma. 
ref|NR_025682.1| Mesoplasma chauliocola 
46 Mesoplasma chauliocola Bacteria; 


Mesoplasma 
7 Mesoplasma 


icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
28478 28528 9 59 gi|265679045|ref|NR_029353.1| Coenonia anatina 
S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
75517 75559 17 59 gi|265679014|ref|NR_029322.1| Chlorobium 
train 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
acteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
107289 107359 20 90 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
264477 264527 9 59 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
n ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
352591 352665 19 93 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 
371901 371975 19 93 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
ain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
381040 381118 15 93 gi| 265678801 |ref|NR_029106.1| Lactobacillus 
» indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 


delbrueckii subsp 


Lactobacillus. 


269312 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


269312 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


269312 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


269312 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


269312 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


269312 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


269312 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


269312 Bacteria_16S 


histaminiformans 
histaminiformans 


269312 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


269312 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


269312 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


269312 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


269312 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


Lactobacillus delbrueckii s 


ubsp. 


382545 382619 19 93 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


425761 425811 9 
RNA, partial sequence 
avobacteriales; Flavobacteriaceae; For 
444293 444343 9 59 gi 
HTCC2559 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
520806 520856 9 59 gi 
R-9192 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
522333 522383 9 59 gi 
n R-9106 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
595206 595284 15 93 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
602624 602674 9 59 gi 
2SM29 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
736125 736203 15 93 gi 
strain MR2 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clos 
851162 851236 19 93 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
1075871 1075929 9 67 gi 
ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
dococcus. 

1125771 1125821 9 


59 gi 


59 gi 
avobacteria; Flavobacteriales; Cryomor 
1143850 1143924 19 93 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1149946 1149988 17 59 
ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 


gi 


indicus Bacteria; 


424476 425990 Formo 


849874 85135 


6S ribosomal RNA, partial sequence 1124514 11259 


265678800 
sequence 
cteria; Rh 
265678771 


mosa. 
265678759 
equence 
obacterial 
265678705 
ence 51954 
s; Flavoba 
265678704 
quence 
vobacteria 
265678656 
1 sequence 
ales; Rumi 
265678651 
ence 60134 
s; Flavoba 
265678558 
sequence 
tridiales; 
265678479 


e; Heliore 
265678327 
uence 

e; Actinom 


224581403 


phaceae; C 
253680761 
quence 

ria; Rhodo 


Firmicutes; 


Lactobacillales; Lactobacillaceae; 


ref|NR_029105.1| Parvibaculum 

381306 382756 Parvibaculum 
izobiales; Phyllobacteriaceae; 
ref|NR_029076.1| Formosa algae strain 
sa algae Bacteria; Bacteroidetes; 
ref|NR_029064.1| Croceibacter 

443005 444493 Croceibacter 
es; Flavobacteriaceae; Croceibacter. 
ref|NR_029010.1| Flavobacterium 
7 521026 Flavobacterium micromati 
cteriaceae; Flavobacterium. 
ref|NR_029009.1| Flavobacterium 

521077 522551 Flavobacterium 
les; Flavobacteriaceae; Flavobacterium. 
ref|NR_028961.1| Faecalibacterium 

593943 595404 Faecalibacterium 
nococcaceae; Faecalibacterium. 
ref|NR_028956.1| Gelidibacter 
4 602854 Gelidibacter mesophilus 
cteriaceae; Gelidibacter. 
ref|NR_028862.1| Allisonella 

734793 736329 Allisonella 
Veillonellaceae; Allisonella. 
ref|NR_028782.1| Heliorestis baculata 


8 Heliorestis baculata Bacteria; 
stis. 
ref |NR_028629.1 

1074605 107593 
ycetales; Coryne 


Rhodococcus 
5 Rhodococcus 
bacterineae; 


ref|NR_027184.1| Cryomorpha ignava 
35 Cryomorpha ignava Bacteria; 
ryomorpha. 
ref|NR_028009.1 
1142608 114408 
bacterales; Rhod 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


253680757 


Geovibrio 


ref|NR_028005.1| Geovibrio thiophilus 


1148654 1150127 Geovibrio thiophilus Bacteria; 


269312 Bacteria_ 


ochracea DSM 7271 
Ba 


7271 Bacteria; 
269312 Bacteria_ 
cellulosolvens 6 
Bacteria; 
269312 Bacteria_ 
oT-1 
Flavobacteria; 
269312 Bacteria_ 


strain JZC3 16S r 
Spi 


Spirochaetes; 
269312 Bacteria_ 


frigoris strain R 
Bactero 
269312 Bacteria_16S 
gelidilacus strai 
gelidilacus Bacte 
269312 Bacteria_16S 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 20639 
Flavobacteria; 
269312 Bacteria_16S 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 20654 
Flavobacteria; 
269312 Bacteria_16S 
skagerrakense str 
skagerrakense Bac 
269312 Bacteria_16S 


Bacteria; 


Bacteroidetes; 


Bacteroidetes; 


omnivorum strain 


omnivorum Bacteri 
269312 Bacteria_16S 
xinjiangense stra 
xinjiangense Bact 
269312 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


269312 Bacteria_16S 
sublithincola str 


sublithincola Bac 


269312 Bacteria_16S 
sapomandens strai 
sapomandens Bacte 
269312 Bacteria_16S 


frigidarium strai 
Bacteria; 


strain B1/Tl1 16S 
Tenericutes; Moll 


269312 Bacteria_16S 
strain TB 16S rib 


Tenericutes; Moll 


269312 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


269312 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


269312 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


269312 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


269312 Bacteria_16S 


strain SG3902 16S 
Firmicutes; Clost 


269312 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


269312 Bacteria_16S 


Firmicu 


16S ribosoma 
Fl 


Bactero 
269312 Bacteria_16S 


16S 1174177 1174227 9 59 gi 
16S ribosomal RNA, partial sequence 

cteroidetes; Flavobacteria; 
16S 1303738 1303816 17 95 gi 
tes; Clostridia; Clostridiales; 
16S 1375385 1375435 9 59 
1 RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
16S 1467692 1467750 1 59 

ibosomal RNA, partial sequence 

rochaetales; 


16S 1628159 1628209 9 


gi 
gi 
59 gi 


idetes; Flavobacteria; 


1713567 1713617 9 59 gi 
Bacteroidetes; Flavobacteria; 
2063725 2063775 9 59 


ria; 


gi 


Flavobacteriales; 
2065249 2065299 9 59 gi 
Flavobacteriales; 
2142819 2142869 9 59 gi 
teria; Bacteroidetes; Flavobacteria; 
2180677 2180727 9 59 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; 
2182193 2182243 9 59 gi 
Fl 
gi 


Bacteroidetes; Flavobacteria; 
2207986 2208028 17 59 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2423815 2423865 9 59 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2429679 2429729 9 59 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2434224 2434274 9 59 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2484079 2484121 17 59 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485591 2485633 17 59 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2565475 2565560 9 95 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2743003 2743053 9 59 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2812043 2812093 9 59 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2813537 2813587 9 59 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
3017853 3017915 9 71 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
3127929 3128003 19 93 gi 
ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3129417 3129491 19 93 gi 


eria; 


Flavobacte 


Eubact 


Kor 


-9014 16S ribosomal RNA, partial seque 
Flavobacteriale 


n R-8899 16S ribosomal RNA, partial se 
Fla 


Flavoba 


Flavoba 
ain D30 16S ribosomal RNA, partial seq 
F 
Flavo 


in AS 1.2749 16S ribosomal RNA, partia 


nc 
S; 


1 


s 
la 


se 
al 


nc 
S; 


ia 
ri 


ce 
S; 


s 
av 


eq 


ob 


ce 


ue 
a; 


228719222 


riales; 
219846514 
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Treponema putidum 


91 Treponema putidum Bacteria; 
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acterium frigoris 
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Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 

Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 
Mycoplasma dispar 
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1 Aequorivita 
eriaceae; Aequorivita. 
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6 Tenacibaculum 
aceae; Tenacibaculum. 
Orenia salinaria 


18 Orenia salinaria Bacteria; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 


219846836 


ref|NR_026428.1 


Hyphomicrobium 


hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


269312 Bacteria_16S 3130985 3131031 47 93 gi| 219846835 |ref|NR_026427.1 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 3129667 313104 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
269312 Bacteria_16S 3280834 3280920 9 95 gi|219846734|ref|NR_026326.1 


strain DSM 4132 1 
Firmicutes; Clost 
269312 Bacteria_1 
carbinolicum stra 
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269312 Bacteria_1 
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269312 Bacteria_1 
strain DSM 1030 1 
Firmicutes; Clost 
269312 Bacteria_1 
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aotearoense Bacte 
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269312 Bacteria_1 


lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 337395 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
269312 Bacteria_16S 3533789 3533835 49 95 gi|219846554|ref|NR_026146.1 


strain DSM 286 16 
Firmicutes; Clost 
269312 Bacteria_1 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 

269312 Bacteria_1 
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269312 Bacteria_1 
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269312 Bacteria_1 
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ovipneumoniae Bac 
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Tenericutes; Moll 


strain LX 16S rib 
Tenericutes; Moll 


269312 Bacteria_16S 3793866 3793916 9 59 gi|219846368|ref|NR_025959.1 
franzmannii strain 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polari 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pola 
269312 Bacteria_16S 3830453 3830527 19 93 gi| 219846342 |ref|NR_025932.1 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 38306 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

269312 Bacteria_16S 3843972 3844022 9 59 gi|219846333|ref|NR_025923.1 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 384417 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
269312 Bacteria_16S 3900588 3900662 19 93 gi|219846295|ref|NR_025885.1 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 39007 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium 
269312 Bacteria_16S 3982514 3982564 9 59 gi| 219846237 |ref|NR_025827.1 
strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 39826 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 
269312 Bacteria_16S 3988461 3988511 9 59 gi|219846233|ref|NR_025823.1 
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269312 Bacteria_16S 3991430 3991480 9 59 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pibocella. 

269312 Bacteria_16S 4013914 4013964 9 59 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

269312 Bacteria_16S 4015394 4015444 9 59 gi|219846213|ref|NR_025803.1| Winodgradskyella 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
269312 Bacteria_16S 4016873 4016923 9 59 gi|219846212|ref|NR_025802.1| Winogradskyella 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Winogradskyella. 

269312 Bacteria_16S 4115194 4115244 9 59 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

269312 Bacteria_16S 4162899 4162949 9 59 gi|219846106|ref|NR_025696.1| Algibacter lectus 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

269312 Bacteria_16S 4184241 4184327 9 95 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
269312 Bacteria_16S 4206862 4206920 1 59 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

269312 Bacteria_16S 4208376 4208426 9 59 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

269312 Bacteria_16S 17802 17875 20 93 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

269312 Bacteria_16S 46566 46651 9 93 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
269312 Bacteria_16S 74005 74090 9 93 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence T2131 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

269312 Bacteria_16S 84376 84433 36 93 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

269312 Bacteria_16S 87403 87460 36 93 gi|265679005|ref|NR_029313.1]| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

269312 Bacteria_16S 108738 108823 9 93 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

269312 Bacteria_16S 110230 110315 9 93 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

269312 Bacteria_16S 116486 116571 9 93 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

269312 Bacteria_16S 133257 133334 17 93 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

269312 Bacteria_16S 203402 203463 32 93 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

269312 Bacteria_16S 204977 205022 11 56 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

269312 Bacteria_16S 209633 209706 20 93 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

269312 Bacteria_16S 221918 222003 9 93 gi|265678915|ref|NR_029223.1| Mycobacterium 


genavense strain 2289 16S ribosomal RNA, partial sequence 


220659 222097 Mycobacterium genavense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


269312 Bacteria_16S 226399 226484 9 


93 


strain 2502 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


269312 Bacteria_16S 227906 227991 9 


aichiense strain 49005 16S ribosomal RNA, partial sequence 


93 


gi|265678912 


ref |NR_029220.1| Mycobacterium chitae 


225125 226581 Mycobacterium chitae Bacteria; 


gi|265678911 


nebacterineae; Mycobacteriaceae; Mycobacterium. 


ref|NR_029219.1| Mycobacterium 


226632 228087 Mycobacterium aichiense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


269312 Bacteria_16S 229412 229497 9 


93 


strain 47001 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


269312 Bacteria_16S 230920 231005 9 


93 


strain 358 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


269312 Bacteria_16S 246439 246524 9 


93 


Cory 


Cory 


gi| 265678910 


ref|NR_029218.1| Mycobacterium obuense 


228138 229595 Mycobacterium obuense Bacteria; 


gi| 265678909 


nebacterineae; Mycobacteriaceae; Mycobacterium. 


ref|NR_029217.1| Mycobacterium aurum 


229646 231103 Mycobacterium aurum Bacteria; 


gi| 265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 


269312 Bacteria_16S 265944 266029 9 


93 


gi| 265678883 


nebacterineae; Mycobacteriaceae; Mycobacterium. 


ref|NR_029206.1 
245166 246646 


Rhodococcus 
Rhodococcus 


Actinomycetales; Corynebacterineae; Nocardiaceae; 


ref|NR_029189.1| Kutzneria viridogrisea 


strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


269312 Bacteria_16S 314584 314657 20 


A strain ELTDK 103 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; 


269312 Bacteria_16S 343642 343727 9 


93 


93 


gi| 265678851 


gi| 265678829 


japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 


japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Cryptosporangium. 


269312 Bacteria_16S 450429 450514 9 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, parti 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Actinosynnemataceae; Saccharothrix. 
269312 Bacteria_16S 479345 479430 9 


93 


93 


gi| 265678755 


gi| 265678732 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 


brisbanense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
269312 Bacteria_16S 480894 480979 9 


boenickei strain W5998 16S ribosomal RNA, partial sequence 


93 


gi| 265678731 


al sequence 449186 450615 
e; Actinomycetales; Pseudonocardineae; 


donocardineae; Pseudonocardiaceae; Kutzneria. 


ref|NR_029157.1| Clostridium botulinum 


313315 314767 Clostridium botulinum A 
Clostridiaceae; 


Clostridium. 
ref|NR_029134.1| Cryptosporangium 
342395 343854 Cryptosporangium 


Frankineae; Cryptosporangiaceae; 


ref|NR_029060.1| Saccharothrix 


Saccharothrix 


ref |NR_029037.1 
478074 479572 


Mycobacterium 
Mycobacterium 


Actinomycetales; Corynebacterineae; 


ref |NR_029036.1| Mycobacterium 


479623 481120 Mycobacterium boenickei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


269312 Bacteria_16S 560540 560613 20 


93 


strain 173-96 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


269312 Bacteria_16S 581600 581685 9 


93 


gi| 265678679 


ref|NR_028984.1| Roseomonas rosea 


559287 560771 Roseomonas rosea Bacteria; 


gi| 265678665 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
269312 Bacteria_16S 618076 618161 9 


holsaticum strain 1406 16S ribosomal RNA, partial sequence 


93 


gi| 265678640 


Acetobacteraceae; Roseomonas. 


ref |NR_028970.1 
580337 581817 


Mycobacterium 
Mycobacterium 


ref|NR_028945.1| Mycobacterium 


616795 618320 Mycobacterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


269312 Bacteria_16S 625483 625568 9 


93 


strain E846 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


269312 Bacteria_16S 684572 684629 36 


93 


strain CK74 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 


269312 Bacteria_16S 713070 713155 9 


93 


strain gM-1 16S ribosomal RNA, partial sequence 


269312 Bacteria_16S 790246 790331 9 


93 


strain J72 16S ribosomal RNA, partial sequence 


269312 Bacteria_16S 811743 811828 9 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 
montefiorense Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; Mycobacterium. 
269312 Bacteria_16S 852679 852764 9 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 


93 


93 


gi| 265678635 


ref|NR_028940.1| Mycobacterium palustre 


624219 625725 Mycobacterium palustre Bacteria; 


gi| 265678593 


nebacterineae; Mycobacteriaceae; Mycobacterium. 


ref|NR_028898.1| Clostridium acidisoli 


683287 684723 Clostridium acidisoli Bacteria; 


gi|265678574 


711792 71330 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi| 265678519 


789013 79048 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi|265678505 


gi| 265678478 


Clostridium. 


rtial sequence 
e; Actinomycetales; Corynebacterineae; 


ref|NR_028879.1| Mycobacterium caprae 
8 Mycobacterium caprae Bacteria; 


nebacterineae; Mycobacteriaceae; Mycobacterium. 


ref |NR_028823.1| Gordonia sinesedis 
6 Gordonia sinesedis Bacteria; 


nebacterineae; Gordoniaceae; Gordonia. 


ref|NR_028808.1 
810468 


Mycobacterium 
811984 Mycobacterium 


ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 


radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 


Kineosporiaceae; Kineococcus. 


269312 Bacteria_16S 
strain AS4.0578 1 


878389 878474 9 


269312 Bacteria_16S 889040 889125 9 


flava strain AS 4 


93 gi 


93 gi 


-1520 16S ribosomal RNA, partial seque 


265678460 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


265678452 
nce 


donocardin 


88778 


ref 


eae; 
ref 


3 889225 Sacch 


NR_028763.1 


NR_028754.1 


a 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Actinosynne 


mataceae; Lentzea. 
Saccharopolyspora 
ropolyspora flava 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
269312 Bacteria_16S 913599 913684 9 93 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
269312 Bacteria_16S 915157 915242 9 93 gi| 265678435 |ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
269312 Bacteria_16S 964660 964745 9 93 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
strain Y9 16S ribosomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
269312 Bacteria_16S 1031900 1031985 9 93 gi| 265678357 |ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
269312 Bacteria_16S 1048820 1048905 9 93 gi| 265678346 |ref|NR_028648.1| Micromonospora eburnea 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 1049049 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
269312 Bacteria_16S 1105954 1106039 9 93 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
269312 Bacteria_16S 1115104 1115189 9 93 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
269312 Bacteria_16S 1116630 1116715 9 93 gi|265678298|ref|NR_028599.1| Kineosporia succinea 
strain I-273 16S ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
269312 Bacteria_16S 1134714 1134799 9 93 gi|253680767|ref|NR_028015.1| Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
269312 Bacteria_16S 1181724 1181765 15 56 gi|228717635|ref|NR_027565.1| Victivallis vadensis 


ATCC BAA-548 16S 
Bacteria; Lentisp 
269312 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; Mycobacterium. 

269312 Bacteria_16S 1291714 1291791 17 
urealyticum DSM 7 
DSM 7109 Bacteria; 
Corynebacteriaceae; Corynebacterium. 
269312 Bacteria_16S 1332900 1332985 9 
melanesiensis str 
melanesiensis BI429 Bacteria; Thermotogae; 
269312 Bacteria_16S 1351247 1351332 9 
DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinob 
269312 Bacteria_16S 
strain LM 036 16S 


ribosomal RNA, partial seque 


1236109 1236194 9 


1440498 1440583 9 
ribosomal RNA, partial sequ 


269312 Bacteria_16S 
endolithica strai 
endolithica Bacte 
Micromonosporaceae; Micromonospora. 

269312 Bacteria_16S 1461574 1461659 9 
strain CCM 132 16S ribosomal RNA, partial seq 


1452624 1452709 9 


269312 Bacteria_16S 
caeruleus subsp. 


1495006 1495091 9 


Actinomycetales; 
269312 Bacteria_16S 


1532626 15327119 


nce 


93 gi 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


93 gi 


109 16S ribosomal RNA, partial sequenc 
Actinobacteria; Actinobacteridae; Ac 


93 gi 


ain BI429 16S ribosomal RNA, partial s 
Thermotogale 


93 gi 


1180467 11819 
haerae; Victivallales; Victivallaceae; 


Victivall 
219878254 


228720812 
e 12904 


228721494 
equence 

s; Thermot 
228720546 


1349993 13514 


acteria; Actinobacteridae; Actinomycet 


93 
ence 


gi 


93 gi 


n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


93 
uence 


gi 


93 gi 


93 gi 


ales; 
224581428 


1439230 14407 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


donocardin 
224581419 
uence 
Actinomyc 


224581412 


1460297 14618 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ococcineae 
219846703 


caeruleus strain DSM 44103 16S ribosomal RNA, pa 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporineae; Micromonosporaceae 


; Couchiop 
219857427 


artial seq 
ridae; Act 


tinomyceta 


Cory 


is. 
ref 
uenc 
inom 
ref 
les; 


ref 


ogac 
ref 


neba 
ref 


eae; 
ref 


etal 
ref 


; Mi 
ref 
rtia 


lane 


53 1291853 Coryne 


1331586 13330 


1451367 14528 


NR_025393.1 
e 123486 
ycetales; Co 


NR_027597.1 
Corynebacte 


NR_027617.1 
9 
eae; Thermos 
NR_027594.1 


cterineae; G 
NR_027210.1 


Actinosynne 
NR_027200.1 
4 
n 


es; Micromo 


NR_027193.1 
crococcaceae 
NR_026295.1 


1 sequence 


Ss. 


ref 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 


22 Victivallis vadensis ATCC BAA-548 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Corynebacterium 
bacterium urealyticum 
rineae; 


Thermosipho 

7 Thermosipho 

ipho. 

Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Micromonospora 

3 Micromonospora 
osporineae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Couchioplanes 
1493762 1495216 


NR_025015.1 
153135 


Micromonospora 
9 1532864 Micromonospora 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


269312 Bacteria_16S 
texasensis strain 
texasensis Bacter 
Actinosynnematace 
269312 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 
269312 Bacteria_16S 
canariasense stra 
canariasense Bact 


Mycobacteriaceae; 


269312 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 
269312 Bacteria_16S 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Clos 


lacusfryxellense 
lacusfryxellense 


269312 Bacteria_16S 
DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


269312 Bacteria_16S 


strain DSM 44222 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


269312 Bacteria_16S 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 
M597/99/10 16S ribosomal RNA, partial 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


269312 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


269312 Bacteria_16S 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


269312 Bacteria_16S 
CCUG 39784 16S ribosomal RNA, partial 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


269312 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


269312 Bacteria_16S 
DSM 20132 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


269312 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


269312 Bacteria_16S 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


269312 Bacteria_16S 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 


1537130 1537215 9 93 


gi 

Actinobacteria; Actinobacteridae; 

Saccharothrix. 
1543363 1543448 9 


ia; 
ae; 
93 gi 
Actinobacteria; Actinobacteridae; 
Actinokineospora. 

1561284 1561369 9 


ia; 
ae; 


93 gi 


Mycobacterium. 


1574779 1574864 9 93 


gi 


1576305 1576390 9 93 


gi 


1666290 1666375 9 93 


gi 


1684554 1684627 20 93 


gi 


Bacteria; Firmicutes; 
1727245 1727330 9 


Clostridia; 


93 gi 


Mycobacterium. 


1728784 1728869 9 93 


gi 


1731833 1731918 9 93 


gi 


Mycobacterium. 
1867203 1867288 9 93 gi 
4 16S ribosomal RNA, partial sequence 


1874806 1874891 9 93 


gi 
ia; Actinobacteria; Actinobacteridae; 
1903922 1903999 19 95 
bosomal RNA, partial sequence 


bacillales; Aerococcaceae; 
1950873 1950958 9 


gi 
Facklamia. 


93 gi 


Pseudonocardia. 
1953901 1953978 17 


e; 
93 gi 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

1973383 1973440 36 93 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
2031455 2031532 17 


gi 


Clostridiaceae; 
93 gi 


e; Corynebacterium. 
2034460 2034545 9 93 gi 
ATCC 19420 16S ribosomal RNA, partial 


Mycobacterium. 


2091242 2091327 9 93 


gi 


Mycobacterium. 
2112633 2112718 9 


93 gi 


NRRL B-16134 16S ribosomal RNA, parti 


NRRL B-24047 16S ribosomal RNA, parti 


in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
269312 Bacteria_16S 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
269312 Bacteria_16S 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


1902626 19040 


1972100 19735 


a; Actinobacteria; Actinobacteridae; Act 


219857378 
al sequenc 
Actinomyce 


219857374 
al sequenc 
Actinomyce 


219846147 
equence 
; Actinomy 


219856868 


donocardin 
219856867 


donocardin 
219878431 
nce 16650 
ales; Pseu 


219878419 
rtial sequ 
tridiales; 
219878390 
equence 

inomycet 


219878389 


nebacterin 

219878387 
sequence 

Actinomyc 


219878290 
18659 
omonospori 
219878285 
sequence 
Actinomyce 


219878261 


219878228 
equence 

; Actinomy 
219878226 
sequence 
Actinomyce 


219878213 


Clostridiu 
219878175 
equence 
inomycet 
219878172 
sequence 
inomycet 


219878129 
1 sequence 
ae; Actino: 


, 


ref 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


ref 


ref 


ales 


ref 


eae; 
ref 


etal 


ref 


ref 


ref 


ref 


ref 


tale 


ref 


m. 
ref 


ales 


ref 


ales 


ref 


myce 


219857660 


ref 


e 1535864 15373 
tale 


e 1542095 15436 
tale 


1560055 156148 
ceta 


31 1666519 Kibde 
dono 


ence 
Clo 
1725987 17274 


13 Mycobacterium 


1730570 17320 


35 1867442 Asano 
neae 


1873541 18749 
tale 


1949601 19511 
ceta 


1952641 19540 


2030195 20316 


2033216 20347 


2089993 20914 


NR_024966.1 
7 
s; Pseudonoc 
NR_024962.1 
0 
Cc 


s; Pseudono 


NR_025737.1 


les; Coryneb 


NR_024687.1 


Actinosynne 
NR_024686.1 


Actinosynne 
NR_025570.1 
1 
cardineae; P 
NR_025558.1 

168328 
stridiaceae; 
NR_025529.1 
7 
t 


; Corynebac 


NR_025528.1 


Mycobacteri 
NR_025526.1 
6 
es; Coryneba 
NR_025429.1 

a 
; Micromonos 
NR_025424.1 
3 
c 


Ss; Micrococ 


NR_025400.1 


NR_025367.1 
1 
les; Pseudon 
NR_025365.1 
4 
c 


s; Coryneba 


NR_025352.1 


NR_025314.1 
3 
t 


; Corynebac 


NR_025311.1 
0 
t 


; Corynebac 


NR_025268.1 
3 
n 


tales; Cory 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Kibdelosporangium 

osporangium albatum 

seudonocardiaceae; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Asanoa ishikariensis 

ishikariensis Bacteria; 

poraceae; Asanoa. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Corynebacterium 
7 Corynebacterium 


terineae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


NR_025249.1 


Mycobacterium 


2111381 2112761 Mycobacterium pinnipedii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 


269312 Bacteria_16S 2129305 2129390 9 
africanum strain ATCC 25420 16S 
africanum Bacteria; Acti 
Mycobacteriaceae; Mycoba 
269312 Bacteria_16S 2130784 2130869 9 
scrofulaceum strain ATCC 


Mycobacteriaceae; Mycobacterium. 
269312 Bacteria_16S 2132289 2132374 9 
tokaiense strain ATCC 27282 16S 
tokaiense Bacteria; Acti 
Mycobacteriaceae; Mycobacterium. 
269312 Bacteria_16S 2133792 2133877 9 
poriferae strain ATCC 35087 16S 
poriferae Bacteria; Acti 
Mycobacteriaceae; Mycobacterium. 
269312 Bacteria_16S 2135305 2135390 9 
strain ATCC 19422 16S ribosomal 
Bacteria; Actinobacteria 
Mycobacterium; Mycobacte 
269312 Bacteria_16S 2136823 2136908 9 
strain ATCC 51384 16S ribosomal 
Actinobacteria; Actinoba 
269312 Bacteria_16S 2165497 2165582 9 
strain ATCC 927 16S ribo 
Actinobacteria; Actinoba 
269312 Bacteria_16S 2174618 2174703 9 
aetherivorans strain 10b 
aetherivorans Bacteria; 
Nocardiaceae; Rhodococcus. 
269312 Bacteria_16S 2195855 2195940 9 
maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rhodococcus. 

269312 Bacteria_16S 2218536 2218621 9 
strain NRCM 00-25 


v 


269312 Bacteria_16S 2328063 2328148 9 


strain FI-13295 1 


269312 Bacteria_16S 
viterbiensis stra 
viterbiensis Bacteria; 
269312 Bacteria_16S 
didelphis strain 
didelphis Bacteria; 
269312 Bacteria_16S 
pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rhodococcus. 

269312 Bacteria_16S 2426898 2426955 36 
strain BD-87 16S 
Firmicutes; Bacillales; Planococcaceae; 
269312 Bacteria_16S 2464517 2464574 36 
putrefaciens stra 
putrefaciens Bacteria; 
269312 Bacteria_16S 
strain DNP505 16S 


2406789 2406862 20 


Firmicutes; 
2417674 2417746 20 


Firmicutes; 
2422278 2422363 9 


Firmicutes; 
2497555 2497640 9 


269312 Bacteria_16S 2594763 2594848 9 


strain FI-25796 1 


269312 Bacteria_16S 
strain ACAM 81 16 
Bacteroidetes; Flavobacteria; 
269312 Bacteria_16S 2640767 2640852 9 
strain CIP 103464 


2633095 2633180 9 


269312 Bacteria_16S 2667827 2667912 9 


93 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium tubercul 


93 


19981 16S ribosomal RNA, parti 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae 


93 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 


93 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 


93 


RNA, partial sequence 
Actinobacteridae; Actinomycet 
rium tuberculosis complex. 


93 


RNA, partial sequence 
cteridae; Actinomycetales; Cory 


93 


93 


c312 16S ribosomal RNA, partial 
Actinobacteria; Actinobacterida 


93 


ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


93 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


93 


93 


in JW/MS-VS5 16S ribosomal RNA, partia 
Clostridia; 


93 


W94-11374-1 16S ribosomal RNA, partial 
Lactobacillales; 


93 


rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 


93 


ribosomal RNA, partial sequence 


Viridib 
93 


in DSM 1291 16S ribosomal RNA, partial 
Clostridia; 


93 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


93 


93 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


93 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


93 


219857649 
sequence 


gi 


os 
219857648 
al 


’ 


gi 


219857647 
sequence 


gi 


219857646 
sequence 


gi 


219857645 
21340 


gi 
ales; 


219857644 
21355 


gi 


ne 


gi| 219857625 


somal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Cory 


ne 

219857619 
sequence 

e; 


gi 


219857602 
quence 
e; 


gi 


219857587 
22172 
nebacterin 
219857511 


gi 


gi 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 
219857456 
1 sequence 
iales; Clo 
219857448 
sequence 
ococcaceae 
219857445 
equence 

ae; Actino 


gi 


Clostrid 
gi 


Strept 
gi 


’ 


gi|219857441 
2425586 24269 
acillus. 

gi|219857407 
sequence 
Clostridiales; Clo 
gi| 219857385 
2496307 24977 
nebacterin 


gi|219857272 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 
gi] 219857237 
2631843 26332 
ct 
219857231 
26395 
nebacterin 
219857212 


Flavoba 
gi 


gi 


inomycet 
is compl 


sequenc 
Actinomy 


inomycet 


inomycet 


Cory 


bacterin 


bacterin 


Actinomycet 


Actinomycet 


eriaceae; 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref|NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


, 


ref|NR_025236.1 
2131039 213248 
ales; Corynebac 


’ 


ref |NR_0252 
2132540 21339 


ales; Corynebac 


35.1 
8 


ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref |NR_025208.1 

2173451 217485 
ales; Coryne 


ref|NR_025190.1 
2194621 219603 
ales; Coryne 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref |NR_025033.1 

2421026 242250 
mycetales; Coryn 


ref |NR_025029.1 


ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref |NR_024973.1 


eae; Nocardiacea 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref|NR_024865.1 


; Fl 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Rhodococcus 
9 Rhodococcus 
bacterineae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Caloramator 
6 Caloramator 
oramator. 
Streptococcus 
5 Streptococcus 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Clostridium 
2 Clostridium 
stridium. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
avobacterium. 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 


ref|NR_024840.1 


Saccharopolyspora 


taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharopolyspora 


269312 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


269312 Bacteria_16S 


strain K97-0003 1 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


269312 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


269312 Bacteria_16S 


minutisporangium 


Frankineae; Crypt 


269312 Bacteria_16S 


strain IFO 12513 


strain IFO 13911 


strain IFO 14915 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
269312 Bacteria_16S 2804478 2804563 9 93 gi| 219857114 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
269312 Bacteria_16S 2806000 2806085 9 93 gi| 219857113 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Micromonosporaceae; Actinoplanes. 

269312 Bacteria_16S 2807522 2807607 9 93 gi| 219857112 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy: 
Micromonosporaceae; Actinoplanes. 

269312 Bacteria_16S 2809044 2809129 9 93 gi|219857111 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Micromonosporaceae; Actinoplanes. 

269312 Bacteria_16S 2830148 2830233 9 93 gi| 219856904 


strain JCM 9312 1 
Actinobacteria; A 
Catenuloplanes. 


269312 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


269312 Bacteria_16S 


strain SJS0289-JS 
Actinobacteria; A 


269312 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


269312 Bacteria_16S 


IFO 16102 16S rib 
Actinobacteria; A 


269312 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


2669342 2669427 9 93 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 
2725005 2725090 9 


ue 
in 


93 gi 


2747391 2747476 9 93 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2796870 2796955 9 93 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2798391 2798476 9 93 gi 
strain IFO 15962 16S ribosomal RNA, pa 


eq 
e; 


al 
e; 


rt 


osporangiaceae; Cryptosporangium. 


2799913 2799998 9 93 gi 


2801436 2801521 9 93 gi 


ctinobacteridae; Actinomycetales; Microm 
2891761 2891846 9 93 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2906934 2907019 9 93 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2938785 2938870 9 93 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 
2940304 2940389 9 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
2941825 2941910 9 93 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 


se 
A 


n 
2 
aR 
, 
93 gi 
do 


eq 
A 


269312 Bacteria_16S 


219857211 


219857172 
6S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


omonosp 
219857156 


219857119 


219857118 


219857117 
16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


omonosp 
219857116 
16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


omonospori 
2802957 2803042 9 93 gi|219857115 
16S ribosomal RNA, partial sequence 2801710 28031 


6S ribosomal RNA, partial sequence 2828900 28303 


219856862 


219856852 


ebacterin 
19856831 


219856830 
2939058 29405 


219856829 


nce 
omycetal 


252 
ori 


uence 


Actinom 


sequ 
Acti 


e 
n 


ne 
om 


ial sequ 


0 
fo} 


01 
ri 


016 


onospori 


quence 
ctinomyc 


29056 


sequence 
Actinomy 


nocardin 


uence 
ctinomyc 


2943341 2943426 9 93 gi 


219856828 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocar 


ref|NR_024800.1 


neae; Micromonos 
ref |NR_024784.1 

2746146 274749 
ycetales; Coryne 


ref|NR_024747.1 
e 2795622 279709 
ycetales; Micro! 


ref 
ence 


NR_024746.1 
279714 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref|NR_024744.1 


; Micromonos 
NR_024743.1 


neae 
ref 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 

2804752 280622 
cetales; Micromo 


ref |NR_024740.1 
2806275 280774 
cetales; Micromo 


NR_024739.1 
2807796 280926 
cetales; Micromo 


ref|NR_024725.1 


neae; Micromonos 
ref|NR_024681.1 
2890502 289195 


etales; Micromon 


ref |NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
NR_024650.1 
2937540 293900 
cetales; Pseudon 
ref|NR_024649.1 
eae; Actinosynne 
ref |NR_024648.1 

2940579 294204 
etales; Micromon 


ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 


ochraceum Bacteri 
Micromonosporacea 


a; 


e; Virgisporangium. 


d 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Rhodococcus 

3 Rhodococcus 

bacterineae; 


Actinoplanes 
4 Actinoplanes 


monosporineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


59 Actinoplanes italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


80 Actinoplanes humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


ref|NR_024647.1 
2942098 294356 


Virgisporangium 
3 Virgisporangium 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


269312 Bacteria_16S 2955426 2955511 9 93 gi 


219856820 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 29556 


ref |NR_024639. 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

269312 Bacteria_16S 2987405 2987490 9 93 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

269312 Bacteria_16S 3016348 3016425 17 93 gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 
strain 1145589 16S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas gadei Bacteria; 


8 
Cc 


Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
269312 Bacteria_16S 3023791 3023876 9 93 gi|219846908|ref|NR_026500.1 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 30239 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Gordoniaceae; Gordonia. 

269312 Bacteria_16S 3093294 3093379 9 93 gi|219846860|ref|NR_026452.1 


strain TA68 16S r 


ibosomal RNA, partial sequence 


3092041 30935 


Gordonia 
4 Gordonia 
orynebacterineae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

269312 Bacteria_16S 3103833 3103918 9 93 gi| 219846853 |ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 

269312 Bacteria_16S 3148906 3148983 17 93 gi|219846823|ref|NR_026415.1]| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

269312 Bacteria_16S 3241626 3241699 20 93 gi|219846760|ref|NR_026352.1| Thermobrachium celere 


strain NZ35 16S ribosomal RNA, partial sequence 


3240430 32418 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

269312 Bacteria_16S 3324983 3325068 9 93 gi|219846702|ref|NR_026294.1 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 332519 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
Micromonosporaceae; Dactylosporangium. 

269312 Bacteria_16S 3326510 3326595 9 93 gi|219846701|ref|NR_026293.1 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactyl 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Dactylosporangium. 

269312 Bacteria_16S 3328031 3328116 9 93 gi|219846700|ref|NR_026292.1 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 332823 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micromonosporaceae; Dactylosporangium. 

269312 Bacteria_16S 3334102 3334187 9 93 gi|219846696|ref|NR_026288.1 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
269312 Bacteria_16S 3335596 3335681 9 93 gi|219846695|ref|NR_026287.1 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 333579 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Actinoplanes. 

269312 Bacteria_16S 3337092 3337177 9 93 gi|219846694|ref|NR_026286.1 


strain DSM 44183 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
269312 Bacteria_16S 3338602 3338687 9 93 gi|219846693|ref 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequenc 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacteriaceae; Mycobacterium. 

269312 Bacteria_16S 3340114 3340199 9 93 gi| 219846692 |ref 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Mycobacteriaceae; Mycobacterium. 

269312 Bacteria_16S 3341637 3341722 9 93 gi|219846690|ref 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromono 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 
Micromonospora. 

269312 Bacteria_16S 3344683 3344768 9 93 gi| 219846688 |ref 
inositola DSM 43819 16S ribosomal RNA, partial sequence 33434 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
Micromonospora. 

269312 Bacteria_16S 3346211 3346296 9 93 gi| 219846687 |ref 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 33449 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
Micromonospora. 

269312 Bacteria_16S 3347737 3347822 9 93 gi|219846686|ref 


16S ribosomal RNA, partial sequence 3335845 33373 


halophytica DSM 43171 16S ribosomal RNA, partial sequence 


03 Mycobacterium 


e 3337354 33388 


Mycobacteri 
NR_026285.1 
1 
ales; Coryne 
NR_026284.1 

333886 


etales; Cory 


NR_026282.1 
spora rosari 
Micromonos 


v 
NR_026280.1 
osporineae; 

NR_026279.1 


osporineae; 


33 Thermobrachium celere Bacteria; 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Micromonospora rosaria 
a Bacteria; 


poraceae; 


Micromonospora 


22 3344899 Micromonospora inositola 


Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


NR_026278.1 


Micromonospora 


3346476 3347951 Micromonospora halophytica 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


269312 Bacteria_16S 3349263 3349348 9 93 gi|219846685|ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

269312 Bacteria_16S 3393460 3393545 9 93 gi|219846650|ref|NR_026242.1| Bacteroides caccae 
strain ATCC 43185 16S ribosomal RNA, partial sequence 3392191 3393612 Bacteroides caccae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

269312 Bacteria_16S 3396438 3396523 9 93 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

269312 Bacteria_16S 3432428 3432513 9 93 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

269312 Bacteria_16S 3473172 3473257 9 93 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
269312 Bacteria_16S 3474707 3474792 9 93 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 
strain : DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
269312 Bacteria_16S 3476230 3476315 9 93 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
269312 Bacteria_16S 3477756 3477841 9 93 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

269312 Bacteria_16S 3492986 3493071 9 93 gi|219846581|ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

269312 Bacteria_16S 3524700 3524785 9 93 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

269312 Bacteria_16S 3547778 3547863 9 93 gi| 219846545 |ref|NR_026137.1| Porphyromonas cansulci 
strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

269312 Bacteria_16S 3616335 3616420 9 93 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
269312 Bacteria_16S 3617845 3617930 9 93 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

269312 Bacteria_16S 3624976 3625061 9 93 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
269312 Bacteria_16S 3626521 3626606 9 93 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

269312 Bacteria_16S 3637266 3637351 9 93 gi|219846481|ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

269312 Bacteria_16S 3654111 3654200 4 93 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

269312 Bacteria_16S 3664859 3664944 9 93 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

269312 Bacteria_16S 3713202 3713287 9 93 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 

269312 Bacteria_16S 3714663 3714748 9 93 gi| 219846427 |ref|NR_026018.1| Actinoplanes 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 


3713443 3714853 Actinoplanes 


philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


269312 Bacteria_16S 3722206 3722291 9 93 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

269312 Bacteria_16S 3834890 3834947 36 93 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

269312 Bacteria_16S 3863629 3863714 9 93 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

269312 Bacteria_16S 3918512 3918597 9 93 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 

269312 Bacteria_16S 4039706 4039791 9 93 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

269312 Bacteria_16S 4063751 4063836 9 93 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

269312 Bacteria_16S 4074358 4074443 9 93 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

269312 Bacteria_16S 4116583 4116668 9 93 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

269312 Bacteria_16S 4125851 4125936 9 93 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

269312 Bacteria_16S 4211406 4211491 9 93 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

269312 Bacteria_16S 4234212 4234297 9 93 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
269312 Bacteria_16S 27054 27098 49 93 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

269312 Bacteria_16S 69454 69530 18 93 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

269312 Bacteria_16S LLIFI1L. 111863 1 93 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

269312 Bacteria_16S 148281 148365 9 92 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

269312 Bacteria_16S 166760 166844 9 93 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

269312 Bacteria_16S 211213 211257 49 93 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

269312 Bacteria_16S 217313 217393 9 89 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

269312 Bacteria_16S 306909 306985 19 95 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

269312 Bacteria_16S 485509 485585 17 93 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

269312 Bacteria_16S 525375 525451 18 93 gi|265678702|ref|NR_029007.1| Corynebacterium 


ciconiae strain BS13 16S ribosomal RNA, partial sequence 


52414 
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269312 Bacteria_ 


strain SH1 16S ri 
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bosomal RNA, partial sequence 


gi 


219878403 


1706248 17077 


ref|NR_025542.1 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

269312 Bacteria_16S 1715116 1715192 18 93 gi|219878398|ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

269312 Bacteria_16S 1719726 1719802 18 93 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 


strain A37 16S ri 
Sp 
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269312 Bacteria_ 
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269312 Bacteria_16S 
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269312 Bacteria_16S 
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Firmicutes; 


Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

269312 Bacteria_16S 2670894 2670970 18 93 gi|219857210|ref|NR_024838.1 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microbispora. 

269312 Bacteria_16S 2714325 2714401 17 93 gi|219857179|ref|NR_024807.1 


strain SHK-1 16S 


Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

269312 Bacteria_16S 2731154 2731230 17 93 gi|219857167|ref|NR_024795.1 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae 
269312 Bacteria_16S 2815029 2815105 18 93 gi|219857107|ref|NR_024735.1 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
269312 Bacteria_16S 2899293 2899369 18 93 gi| 219856857 |ref|NR_024676.1 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Microp 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Micropruina. 

269312 Bacteria_16S 3005749 3005833 9 93 gi|219846920|ref|NR_026512.1 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methyl 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 
269312 Bacteria_16S 3022270 3022346 18 93 gi|219846909|ref|NR_026501.1 
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269312 Bacteria_16S 3111279 3111363 9 93 gi|219846848|ref|NR_026440.1 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 311146 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 
269312 Bacteria_16S 3139802 3139878 18 93 gi|219846829|ref|NR_026421.1 
strain GY-1 16S ribosomal RNA, partial sequence 3138565 31400 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

269312 Bacteria_16S 3218909 3218985 17 92 gi|219846775|ref|NR_026367.1 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 32191 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 
269312 Bacteria_16S 3249273 3249317 49 93 gi| 219846755 |ref|NR_026347.1 
strain WV6 16S ribosomal RNA, partial sequence 3247999 32493 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

269312 Bacteria_16S 3252134 3252210 18 93 gi| 219846753 |ref|NR_026345.1 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 32523 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 

269312 Bacteria_16S 3288445 3288529 10 93 gi| 219846729 |ref|NR_026321.1 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermo 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 

269312 Bacteria_16S 3593475 3593519 49 93 gi|219846513|ref|NR_026105.1 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

269312 Bacteria_16S 3741323 3741399 18 93 gi| 219846407 |ref|NR_025998.1 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microt 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Microtetraspora. 

269312 Bacteria_16S 3742786 3742862 18 93 gi|219846406|ref|NR_025997.1 
strain T/457 16S ribosomal RNA, partial sequence 3741557 37429 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 

269312 Bacteria_16S 3745716 3745792 18 93 gi|219846404|ref|NR_025995.1 
strain 104 16S ribosomal RNA, partial sequence 3744485 37458 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
269312 Bacteria_16S 3747174 3747250 18 93 gi|219846403|ref|NR_025994.1 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
269312 Bacteria_16S 3763902 3763954 43 95 gi|219846390|ref|NR_025981.1 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 376407 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Bu 
269312 Bacteria_16S 3878947 3879023 18 93 gi|219846310|ref|NR_025900.1 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 38791 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

269312 Bacteria_16S 4007791 4007875 9 92 gi|219846218|ref|NR_025808.1 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphag 
269312 Bacteria_16S 4078945 4079029 9 93 gi| 219846167 |ref|NR_025757.1 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 407918 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Crypt 
269312 Bacteria_16S 4080537 4080597 36 95 gi|219846166|ref|NR_025756.1 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 40807 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
269312 Bacteria_16S 4097093 4097177 9 92 gi|219846155|ref|NR_025745.1 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 409726 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyc 
Algoriphagus. 

269312 Bacteria_16S 4098579 4098663 9 92 gi|219846154|ref|NR_025744.1 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 409874 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobac 
269312 Bacteria_16S 4139609 4139669 36 95 gi|219846121|ref|NR_025711.1 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 413982 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
269312 Bacteria_16S 4158247 4158307 36 95 gi|219846109|ref|NR_025699.1 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 415845 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
269312 Bacteria_16S 156048 156107 36 95 gi| 265678959 |ref|NR_029267.1 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
269312 Bacteria_16S 271980 272055 20 95 gi| 265678879 |ref|NR_029185.1 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
269312 Bacteria_16S 282545 282620 20 95 gi|265678872|ref|NR_029178.1 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


Meiothermus cerbereus 
00 Meiothermus cerbereus Bacteria; 


Thermonema rossianum 
04 Thermonema rossianum Bacteria; 


Clostridium isatidis 
30 Clostridium isatidis Bacteria; 


Microtetraspora glauca 
28 Microtetraspora glauca Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Clostridium puniceum 
66 Clostridium puniceum Bacteria; 


Streptosporangiaceae; 


Microtetraspora fusca 
69 Microtetraspora fusca Bacteria; 


Nonomuraea fastidiosa 
96 Nonomuraea fastidiosa Bacteria; 
orangiaceae; Nonomuraea. 
Nonomuraea angiospora 

57 Nonomuraea angiospora Bacteria; 
orangiaceae; Nonomuraea. 


Algoriphagus marincola 
marincola Bacteria; 


Spiroplasma melliferum 
48 Spiroplasma melliferum Bacteria; 


teriaceae; Algoriphagus. 


Eubacterium infirmum 


269312 Bacteria_1 


strain F 628 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_1 
strain Z 4493 16S 
Clost 
269312 Bacteria_1 


Firmicutes; 


strain M343/98/2 


biprosthecium Bac 
Asticcacaulis. 


269312 Bacteria_16S 
trevisanii strain 
trevisanii Bacter 
269312 Bacteria_16S 
japonensis strain 
Bactero 
269312 Bacteria_16S 
12112 16S ribosomal RNA, partial seque 
Fuso 


Bacteria; 
moniliformis DSM 


DSM 


Fusobacteria; Fus 


269312 Bacteria_16S 
myxococcoides str 


myxococcoides Bac 
Sporocytophaga. 


269312 Bacteria_16S 
strain CH 16S rib 


Tenericutes; Moll 


12112 Bacteri 
269312 Bacteria_16S 
strain LB23 16S r 


6S 297875 297925 9 59 
ribosomal RNA, partial sequence 


gi 


6S 633154 633213 36 95 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 
6S 674113 674200 9 


gi 


Eubacteriaceae; 
95 gi 


6S 720864 720935 19 90 gi 


869599 869678 17 95 gi 
"WeeTee' 
ia; Fusobacteria; Fusobacteriales; 
1062445 1062520 18 92 gi 
idetes; Sphingobacteria; 
1157431 1157510 17 95 gi 
Fusobacteria; Fusobacteriales; 
1568754 1568833 17 95 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 


1818465 1818540 18 92 


a; 
gi 


gi 


teria; Bacteroidetes; Sphingobacteria; 
2211015 2211094 17 
osomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


95 gi 


ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


1999 16S ribosomal RNA, part 
Fus 


758 16S ribosomal RNA, partial sequen 
Sphingobacter 


ain DSM 11118 16S ribosomal RNA, parti 


265678862 


296587 29794 
nebacterin 


265678629 


631874 63335 
Acetobacte 


265678600 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
269312 Bacteria_1 
biprosthecium str 


265678568 
eria; 


265678466 


265678336 
ce 10611 
iales; 
228721492 
nce 11561 


219846057 


1567482 15689 
Leptot 


richia. 
219878324 

al 

s 


219857592 


2209746 22112 


nomycineae; 
1 sequence 


Caul 


ial sequen 
obacteriac 


Chi 


bacteriace 


sequenc 
phingoba 


ref|NR_029168.1 
9 Mycobacterium 


Mycobacterium terrae 
terrae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_028934.1| Acetobacterium tundrae 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref|NR_028905.1| Actinomyces coleocanis 
5 Actinomyces coleocanis Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref|NR_028872.1| Asticcacaulis 

19632 721036 Asticcacaulis 
obacterales; Caulobacteraceae; 


~ 


ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_025647.1 
67 Leptotrichia 


Leptotrichia 

Leptotrichia 
a. 

Chitinophaga 
ophaga japonensis 
hitinophaga. 
Streptobacillus 
obacillus moniliformis 
lus. 

Leptotrichia hofstadii 
hofstadii Bacteria; 


ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


269312 Bacteria_16S 2255059 2255118 36 95 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

269312 Bacteria_16S 2279701 2279780 17 95 gi| 219857547 |ref|NR_025135.1| Mycoplasma phocidae 
strain 105 16S ribosomal RNA, partial sequence 2278443 2279908 Mycoplasma phocidae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

269312 Bacteria_16S 2478077 2478156 17 95 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 


strain 3T 16S rib 
Tenericutes; Moll 


269312 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


269312 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


269312 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


269312 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


269312 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


269312 Bacteria_16S 


orisratti strain 
orisratti Bacteri 


269312 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


269312 Bacteria_16S 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2479549 2479628 17 95 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481058 2481137 17 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482568 2482647 17 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487110 2487189 17 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488623 2488702 17 95 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490136 2490215 17 95 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491647 2491726 17 95 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2476824 24782 


219857397 


2478295 24797 


219857396 


2479798 24812 


219857395 


2481316 24827 


219857392 


2485849 24873 


219857391 


2487368 24888 


219857390 


2488881 24903 


219857389 


2490394 24918 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


44 Mycoplasma indiense Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref |NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


2496207 2496254 20 67 gi|219857386|ref|NR_024974.1| Streptococcus 
ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
2563979 2564058 17 95 gi|219857335|ref|NR_024923.1| Helicobacter 
rain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
cteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
2570073 2570116 50 93 gi|219857288|ref|NR_024919.1| Clostridium 


2568768 2570248 Clostridium 


269312 Bacteria_16S 
haemolyticum stra 
haemolyticum Bacteria; 
269312 Bacteria_16S 

echinoides strain 
echinoides Bacter 


Sphingomonas. 


269312 Bacteria_16S 
histidinovorans s 
histidinovorans Bacteria; 
269312 Bacteria_16S 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 


269312 Bacteria_16S 


2793938 2793997 36 95 gi 
Firmicutes; Clostridia; 


2865517 2865588 19 90 gi 


3088898 3088957 36 95 gi 
Firmicutes; Clostridia; 
3212792 3212879 9 95 


gi 


3224967 3225054 9 95 gi 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 


269312 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
269312 Bacteria_16S 
glomerans strain 
glomerans PW2 Bacteria; Actinobacteria; 
Coriobacteriaceae; 
269312 Bacteria_16S 
strain NCFB 3026 


Fusobacteria; 


Clostridia; 


269312 Bacteria_16S 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 
paraputrificum Bacteria; 
269312 Bacteria_16S 
strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; 
269312 Bacteria_16S 
strain LRB 8581 1 
Proteobacteria; 
269312 Bacteria_16S 
strain E-37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteracea 
269312 Bacteria_16S 
strain 165 16S ribosomal RNA, partial sequence 
Proteobacteria; 
269312 Bacteria_16S 
strain CS1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
269312 Bacteria_16S 
flavescens strain 


Fusobacteriales; 
269312 Bacteria_16S 
homopropionicum s 
homopropionicum Bacteria; 
269312 Bacteria_16S 
DSM 316 16S ribosomal RNA, partial sequence 
Clostridiales; 


Fusobacteriaceae; 

3530798 3530857 36 95 gi 

Firmicutes; Clostridia; 

3532343 3532389 49 95 gi 

Sarcina. 
93 


Clostridiaceae; 


3550870 3550913 50 gi 


Firmicutes; Clostridia; 


3647957 3648044 9 95 gi 


3698134 3698213 17 95 gi 


3717602 3717677 18 92 gi 


3819750 3819829 17 95 gi 


3827387 3827474 9 95 gi 


33179 33257 18 95 gi 


159130 159208 18 95 gi 


arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 
269312 Bacteria_16S 
limnophilus strain Mu 290 16S ribosomal RNA, 


Microbacterium. 
218892 218942 9 59 gi 


complete s 


limnophilus Bacteria; Planctomycetes; Planctomycetacia; 


Planctomyces. 


269312 Bacteria_16S 
novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacteriaceae; 
269312 Bacteria_16S 


243397 243447 9 59 gi 


Mycobacterium. 
279584 279626 17 


59 gi 


strain ATCC 23392 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


in ATCC9650 16S ribosomal RNA, partial sequence 
Clostridiales; 


ATCC 14820 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


train Z-7940 16S ribosomal RNA, partial 
Clostridiales; 


16S ribosomal RNA, partial sequence 3499171 35006 
Cetobacterium. 


3531057 3532455 Sarci 


Clostridiales; 


3646715 36481 
Epsilonproteobacteria; Campylobacterales; 


6S ribosomal RNA, partial sequence 3696887 36983 
Epsilonproteobacteria; Campylobacterales; 


3716418 37177 


3818485 38199 
Epsilonproteobacteria; Campylobacterales; 


3826129 38276 
Epsilonproteobacteria; Campylobacterales; 


401 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbacterium. 
269312 Bacteria_16S 


complete sequence 


219857121|ref 


Clostri 
219856881 |ref 


219846863 
sequence 


ref 


Clos 


219846780 |ref 


219846771|ref 


219846556 |ref 


train DSM 5847 16S ribosomal RNA, partial sequence 3529546 353100 
Clostridiales; 


Clos 


219846555 |ref 


219846543 |ref 


Clost 
219846473 |ref 


Helicobacte 
219846438 |ref 


Helicobacte 


219846425 |ref 


219846350|ref 


Helicobacte 
219846345 |ref 


Helicobacte 

265679042|ref 

31915 
Micrococ 


265678957 
sequence 
Actinomycetal 


ref 


265678917 |ref 
equence 2 
Planctomyceta 
265678900|ref 


265678874 |ref 


2792664 279412 


2864276 286573 
Sphingomonadales; 


3087607 308909 


sequence 3211554 321297 
Campylobacterales; 


3223689 3225098 Actin 
Actinomycineae; Actinomycetaceae; 


73 Cetobacterium 


55 Helicobacter 


08 Helicobacter 


57 Helicobacter 


02 Helicobacter 


33385 


157869 159336 


17606 219133 


242123 243639 


NR_024749.1 


diaceae; 
NR_024700.1 


NR_026455.1 


tridiaceae; 
NR_026372.1 


NR_026363.1 


NR_026148.1 


tridiaceae; 
NR_026147.1 


na maxima Bacteria; 


NR_026135.1 

354957 
ridiaceae; C 
NR_026065.1 


raceae; Heli 
NR_026029.1 


raceae; Heli 
NR_026016.1 


e; Sagittula 
NR_025941.1 


raceae; Heli 
NR_025935.1 


raceae; Heli 
NR_029350.1 
Microb 
cineae; Micr 
NR_029265.1 
es; Micrococ 
NR_029225.1 
les; Plancto 
NR_029208.1 


ales; Coryne 


NR_029180.1 


Clostridium 
8 Clostridium 


Clostridium. 


Sphingomonas 
8 Sphingomonas 


Sphingomonadaceae; 


Natronincola 
0 Natronincola 
Natronincola. 
Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Actinomyces europaeus 


omyces europaeus 


3279342 3279401 36 95 gi|219846735|ref|NR_026327.1| Acetobacterium 
DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
3497472 3497531 34 93 gi|219846578|ref|NR_026170.1| Coriobacterium 
DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacterium. 
3500429 3500524 1 95 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 


ceti Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 
Sarcina maxima strain 
Firmicutes; 


Clostridium 

2 3551038 Clostridium 

lostridium. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Microbacterium 
acterium flavescens 
obacteriaceae; 


Microbacterium 
Microbacterium 
cineae; 


Planctomyces 
Planctomyces 
mycetaceae; 


Mycobacterium 
Mycobacterium 
bacterineae; 


Mycoplasma gateae 


278321 279763 Mycoplasma gateae Bacteria; 


269312 Bacteria_16S 394861 394939 17 95 gi| 265678792 |ref|NR_029097.1 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribac 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

269312 Bacteria_16S 470158 470208 9 59 gi| 265678738 |ref|NR_029043.1 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

269312 Bacteria_16S 619565 619643 18 95 gi|265678639|ref|NR_028944.1 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

269312 Bacteria_16S 654439 654485 49 95 gi|265678614|ref|NR_028919.1 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Calora 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacte 
269312 Bacteria_16S 879841 879923 11 93 gi| 265678459 |ref|NR_028762.1 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 


strain 1480D 16S 
Firmicutes; Bacil 


269312 Bacteria_16S 


Prochlorococcus marinus subsp. pastoris Bacteria 
Prochlorococcacea 
269312 Bacteria_16S 


Prochlorococcus. 

1007640 1007724 9 95 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1113573 1113651 18 95 


e; 
gi 


gi 


halophilum strain 76 16S ribosomal RNA, partial sequenc 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Microbacterium. 


269312 Bacteria_16S 
DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiot 
Deinococcus-Thermus; 
269312 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


269312 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


269312 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


269312 Bacteria_16S 


strain NRRL B-162 


1163490 1163568 18 95 


gi 
Deinococci; Thermales; Thermaceae; 

1234604 1234682 18 95 gi 
rain DSM 13468 16S ribosomal RNA, part 


; Microbacterium. 


1526604 1526654 43 93 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1538693 1538743 9 59 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 

ae; Saccharothrix. 
1540254 1540304 9 59 gi 
38 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


269312 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


269312 Bacteria_16S 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


269312 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


269312 Bacteria_16S 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


269312 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


269312 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


269312 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


269312 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


269312 Bacteria_16S 


1565686 1565728 17 59 


gi 
19756 Bacteria; Fusobacteria; Fusobact 
1698343 1698421 18 95 gi 
n CF36 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


1839845 1839895 43 93 


gi 
bacillales; Lactobacillaceae; Lactobac 
1949337 1949415 18 95 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


, 


2012181 20122319 59 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
2083806 2083856 43 93 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2203462 2203504 17 59 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2282723 2282765 17 59 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2287247 2287337 4 93 gi 


gi 


1006359 10077 


cteria; Actinobacteria; Actinobacterid 


in LB57 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 1838512 18400 


2010901 20124 


, 


265678373 


265678300 
e 11123 
ales; Micr 


228720981 


Meiotherm 
219878266 
ial sequen 
ae; Actino 


v 


219857499 

15252 
; Lactobac 
219857377 
1 sequence 
Actinomyc 


219857376 
15389 
donocardin 
219846059 
uence 

eriales; F 
219878409 
ence 16970 
ales; Micr 


219878309 


illus. 
219878229 
uence 
tinomyceta 


219878188 


nctomyceta 
219878134 
sequence 
ac 
219857597 
equence 
lasmatacea 
219857545 
equence 
lasmatacea 
219857541 


illaceae; 


ref|NR_028675.1 


ref |NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


ref|NR_027600.1 
hermus silvanus 
us. 
ref|NR_025405.1 
ce 1233340 123481 
mycetales; Micro 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_024965.1 

1537426 153893 
etales; Pseudono 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref |NR_025649.1 

1564412 156589 
usobacteriaceae; 
ref|NR_025548.1 
56 1698545 Microb 
ococcineae; Micr 


ref|NR_025448.1 
21 Lactobacillus 


ref|NR_025368.1 
1948071 194955 
les; Micrococcin 


ref|NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref |NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025185.1 

2202199 220366 
e; Mycoplasma. 
ref|NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_025129.1 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 


Oribacterium sinus 
terium sinus Bacteria; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Caloranaerobacter 
naerobacter azorensis 
r. 
Prochlorococcus 
878614 880078 


Cyanobacteria; Prochlorales; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Microbacterium 
7 Microbacterium 
coccineae; 


Lactobacillus jensenii 
acillus jensenii 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Lactobacillus hamsteri 
hamsteri Bacteria; 


Microbacterium 
0 Microbacterium 


eae; Microbacteriaceae; 


Planctomyces maris 


maris Bacteria; 


es. 
Lactobacillus 
3 Lactobacillus 


Mycoplasma 
9 Mycoplasma 


Mycoplasma 
0 Mycoplasma 


Thioalkalivibrio 


2285990 228738 


3 Thioalkalivibrio 


269312 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
Proteob 
269312 Bacteria_16S 
strain LYP 16S ri 
D 
269312 Bacteria_16S 


Bacteria; 


Proteobacteria; 


narugense strain 
Bacteria; 


saperdae strain I 


saperdae Bacteria 


Microbacterium. 


269312 Bacteria_16S 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


269312 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


269312 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


269312 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


269312 Bacteria_16S 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


269312 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


269312 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


269312 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


269312 Bacteria_16S 


strain NCTC 11636 
Actinobacteria; A 


269312 Bacteria_16S 


strain DSM 20145 
Actinobacteria; A 


269312 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


269312 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


269312 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


269312 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


Firmicu 
269312 Bacteria_16S 
ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 
269312 Bacteria_16S 


2470694 2470784 4 93 gi|2 
acteria; Gammaproteobacteria; Chromati 
2473716 2473766 17 67 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2740076 2740126 9 59 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
2956953 2957031 18 95 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
; Microbacterium. 

2958411 2958489 18 95 gi 
FO 15038 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


2 


Ss; 


Ss; 


v 


2959872 2959950 18 95 gi 
FO 15074 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
3008728 3008776 11 59 gi 
ccc Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3010264 3010314 43 93 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3019224 3019302 18 95 gi 
RNA, partial sequence 
Thermales; Thermaceae; Thermus. 
3069253 3069331 18 95 gi 
train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteri 
Microbacterium. 
3115875 3115953 18 95 gi 
DMMZ 1710 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


mal 
ci; 


, 


3220445 3220507 32 93 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3433876 3433926 9 59 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


Ss; 


en 
al 


3480766 3480824 9 67 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3482241 34822919 59 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3506418 3506496 18 95 gi 


1 


no 


ctinobacteridae; Actinomycetales; Microc 
3507936 3508014 18 95 gi 
DSM 20166 16S ribosomal RNA, partial seq 


a; Actinobacteria; Actinobacteridae; Act 


3509457 3509535 18 95 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
; Microbacterium. 

3510977 3511055 18 95 gi 
DSM 20530 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


2 
1 
7 


’ 


3512501 3512579 18 95 gi 
SM 20427 16S ribosomal RNA, partial se 


; Actinobacteria; Actinobacteridae; Ac 


qu 
ti 


269312 Bacteria_16S 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 


3602723 3602773 9 59 gi 


ce 
al 


2472404 24737 


219857161 
ce 


219856819 
ia 
ae 

219856818 
qu 
ed 
219856817 
qu 
bons 
219846918 
ar 
lo 

219846917 
ue 
ba 
219846911 
3017969 3019430 Thermus o 
219846876 
ia 
da 
219846845 
eq 
219846774 


219846621 


219846589 


Actinomyc 


219846588 


219846572 
16S ribosomal RNA, partial sequence 3505155 35066 


219846571 


19846570 


219846569 


219846568 


219846505 


19857403 

24694 
es; Ecto 
19857401 


ref |NR_024991.1 
12 2470870 Thioa 
thiorhodospirac 
ref|NR_024989.1 


hace 
ref 


ae; Smithell 
NR_024789.1 


Syntrop 


27388 
Thermodesulfobiaceae; 
ref|NR_024638.1 
ce 2955705 295711 


mycetales; Micr 


1 sequen 
Actino: 


v 


ref |NR_024637.1 
2957165 295857 
les; Micrococci 


ence 
nomyceta 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


ence 
nomyceta 
ref 
uenc 
a. 
ref|NR_026509.1 

3008942 301036 
e; Lactobacillu 
ref |NR_026503.1 
shimai Bacte 


NR_026510.1 
tial s e 300750 


spirul 


eq 
in 


nce 


cillacea 


ref|NR_026468.1 
ce 3067998 306946 
omycetales; Micr 


1 sequen 
e; Actin 


ref |NR_026437.1 
3114620 311608 
ales; Micrococci 


uence 
inomycet 


, 


ref |NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref|NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


32191 
Thermod 


ce 34326 
es; Cory 


sequence 
etal 


ref|NR_026180.1 

66 3482380 Actin 
mycineae; Actinomycetace 
ref |NR_026164.1 


34809 


; Microbacteriac 
ref|NR_026163.1 

3506673 350814 
ales; Micrococci 


occineae 


uence 
inomycet 


r 


ref|NR_026162.1 
3508192 350966 
cetales; Microco 


sequence 
Actinomy 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


uence 
inomycet 


, 


ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


ence 
nomyceta 


1 
e 


10 2740172 Thermo 
T 


fo} 


n 


n 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 

Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Microbacterium 
4 Microbacterium 

coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Halospirulina 
4 3008891 Halospirulina 


Lactobacillus 
2 Lactobacillus 


Thermus oshimai strain 
ria; Deinococcus- 


Microbacterium 
0 Microbacterium 
ococcineae; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Actinomyces 
5 Actinomyces 
cineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


ref |NR_026097.1 
3601450 360294 


Actinomyces 
5 Actinomyces 


hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


269312 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


269312 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


269312 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; Ba 


269312 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


269312 Bacteria_16S 


strain R18165 16S 


269312 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


269312 Bacteria_16S 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


269312 Bacteria_16S 


argentinense stra 
argentinense Bact 


269312 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


269312 Bacteria_16S 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


269312 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


269312 Bacteria_16S 


strain DV1140 16S 


Thermotogae; Ther 


269312 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


269312 Bacteria_16S 


Actinomyces. 

3690654 3690696 17 59 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3753201 3753243 17 59 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759249 3759291 17 59 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


219846444 


3689398 36908 


219846397 


3751943 37534 


219846393 


3757993 37594 


ref 


ref 


ref 


NR_026035.1 


NR_025988.1 


NR_025984.1 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Pseudonocardia 
Pseudonocardia 
nocardineae; 


Clostridium 
Clostridium 
stridium. 


3866669 3866754 9 93 gi|219846318|ref|NR_025908.1 
6S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

4149008 4149062 42 95 gi|219846115|ref|NR_025705.1 
bosomal RNA, partial sequence 4147699 41492 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4238739 4238789 9 59 gi| 219846043 |ref|NR_025633.1 

ribosomal RNA, complete sequence 4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 

34699 34772 20 93 gi| 265679041 |ref|NR_029349.1 
98 16S ribosomal RNA, partial sequence 33436 34786 Atopob 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 

72441 72526 9 93 gi| 265679016 |ref|NR_029324.1 
ain 592 16S ribosomal RNA, partial sequence 71176 72680 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
e; Pseudonocardia. 

208095 208152 36 93 gi|265678924|ref|NR_029232.1 
in ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 

337595 337680 9 93 gi| 265678833 |ref|NR_029138.1 
n B 3028 16S ribosomal RNA, partial sequence 336318 337835 
ria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifido 

390184 390269 9 93 gi|265678795|ref|NR_029100.1 
n XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
ceae; Myceligenerans. 

399375 399460 9 93 gi| 265678789 |ref|NR_029094.1 
strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
ardia. 

505650 505735 9 93 gi|265678715|ref|NR_029020.1 

ribosomal RNA, partial sequence 504361 50587 
motogales; Thermotogaceae; Thermosipho. 
507170 507255 9 93 gi|265678714|ref|NR_029019.1 
DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
e; Pseudonocardia. 

523875 523960 9 93 gi|265678703|ref|NR_029008.1 

ain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudo 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


269312 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


269312 Bacteria_16S 


IMMIB R-145 16S r 


acteria; Actinobacteridae; Actinomycet 


539126 539211 9 93 gi 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

545177 545262 9 93 
ibosomal RNA, partial sequence 


gi 


ales; Pseu 


265678693 
sequence 


dae; Actin 


265678689 


543951 54542 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
269312 Bacteria_16S 566662 566739 17 93 gi| 265678675 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacter 
Chryseobacterium. 

269312 Bacteria_16S 580049 580142 1 93 gi| 265678666 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Corynebacteriaceae; Corynebacterium. 

269312 Bacteria_16S 592135 592212 17 93 gi| 265678658 


thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 


dono 


ref 


omyc 


ref 


eae; 
ref 


iale 


ref 


es; 


ref 


537853 53933 


565378 56682 


578821 58028 


cardineae; P 
NR_028998.1 
3 


Cory 


etales; 
NR_028994.1 


Nocardiacea 
NR_028980.1 
3 
s; Flavobact 
NR_028971.1 
6 


Corynebacter 


Parascardovia 
Parascardovia 
bacteriaceae; 


Myceligenerans 
Myceligenerans 
cineae; 


Nocardia 
399618 Nocardia 


ynebacterineae; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Mycobacterium 
Mycobacterium 


nebacterineae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Chryseobacterium 
Chryseobacterium 
eriaceae; 


Corynebacterium 
Corynebacterium 
ineae; 


NR_028963.1 


Anaerophaga 


590846 592357 Anaerophaga 


269312 Bacteria_16S 
defluvii strain B 
Bacteria; Bactero 
269312 Bacteria_16S 
strain VPB 4027 1 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusoba 
269312 Bacteria_16S 740799 740884 9 93 gi 
paurometabolica strain YIM 90007 16S ribosomal RNA, par 


622495 622572 17 93 gi 
2 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
634673 634750 19 95 gi 


Pseudonocardineae; Pseudonocardiaceae; Saccharomonospor 
269312 Bacteria_16S 801045 801122 17 93 gi 
strain Chj707 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
269312 Bacteria_16S 816352 816437 9 93 gi 
zijingensis strain 6330 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Pseudonocardia. 
269312 Bacteria_16S 837685 837770 9 

strain S1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 882898 882983 9 93 gi 
koreensis strain LM042 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Catellatospora. 
269312 Bacteria_16S 
strain IFM 10035 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 1041097 1041182 9 93 gi 
strain IFM 0784 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 1042635 1042720 9 93 gi 
strain IFM 0575 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 1044195 1044280 9 93 gi 
strain IFM 10084 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 1045751 1045836 9 93 gi 
strain YZ-96 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 1053327 1053412 9 93 gi 
strain IFM 0245 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 1148367 1148452 9 93 gi 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 1160460 1160533 20 93 gi 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales 
269312 Bacteria_16S 1169544 1169620 17 93 gi 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequen 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochae 
269312 Bacteria_16S 1204442 1204499 36 93 gi 
intestinalis DSM 13280 16S ribosomal RNA, partial seque 


93 gi 


1039588 1039673 9 93 gi 


13280 Bacteria; Actinobacteria; Coriobacteridae; Coriob 
Collinsella. 
269312 Bacteria_16S 1205949 1206006 36 93 gi 


DSM 13279 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Coriobacteridae; Coriobacteri 
Collinsella. 
269312 Bacteria_16S 1273774 1273851 17 93 gi 


AT1047 16S ribosomal RNA, partial sequence 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
269312 Bacteria_16S 1275196 1275273 17 93 
strain AT1013 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
269312 Bacteria_16S 1326736 1326821 9 93 gi 
YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 1331292 1331377 9 93 gi 
thermacidophilum subsp. porcinum strain P3-14 16S ribos 


Sej 
gi 


Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 


265678637 

62122 
s; Flavoba 
265678628 


6S ribosomal RNA, partial sequence 633402 63487 


cterium. 
265678554 
tial seque 


a. 
265678512 


799765 80123 


cteriaceae 
265678502 
ence 81510 
ales; Pseu 


265678488 


836449 83791 


nebacterin 
265678456 
nce 88163 
ales; Micr 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 


nebacterin 
265678351 


6S ribosomal RNA, partial sequence 1039882 10413 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


nebacterin 
265678348 


1044481 10459 


nebacterin 
265678342 


6S ribosomal RNA, partial sequence 1052113 10535 


nebacterin 
253680758 

11471 
nebacterin 
228721485 

11591 
7 Peptococ 
228719827 
ce 11682 
taceae; Sp 
228715356 
nce 12031 
acteriales 


228715355 


1204671 12061 


ales; Cori 


219846220 


1272544 1273908 Sejon 


ongia. 
219846219 


1273959 12753 


cteriaceae 
219846136 


1325499 13269 


nebacterin 
219846082 
omal RNA, 


ref 
cter 


ref 


ref 
nce 


ref 


7 Ka 
ref 


dono 
ref 


eae; 
ref 


omon 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


cace 
ref 


iroc 
ref 


7 Co 
ref 


obac 


ref 
gia 


ref 


7 Se 
ref 


eae; 
ref 


9 622643 Chrys 


3 Fusobacterium 


9 816530 Pseud 


15 1148603 Nocar 


66 1160688 Desul 


43 1169775 Spiro 


44 Nocardia alba 


NR_028942.1 
e 
iaceae; Chry 
NR_028933.1 


NR_028858.1 
739522 


NR_028815.1 


istella. 
NR_028805.1 
O° 
cardineae; P 
NR_028791.1 


Nocardiacea 
NR_028758.1 


0 883139 Catell 


osporineae; 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028006.1 
d 

Nocardiacea 
NR_027608.1 
£ 
ae; Desulfot 

NR_027585.1 
ic 
haeta. 
NR_027528.1 


62 1204620 Collin 


riobacterine 
NR_027527.1 
Co 


terineae; 


NR_025810.1 
jeonii Bacte 


NR_025809.1 


jongia. 
NR_025726.1 


Nocardiacea 


NR_025672.1 


Chryseobacterium 
obacterium defluvii 
seobacterium. 

Fusobacterium equinum 
equinum Bacteria; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Catellatospora 

atospora koreensis 

Micromonosporaceae; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 

Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 
Spirochaeta 
haeta smaragdinae DSM 


Collinsella 
sella intestinalis DSM 


ae; Coriobacteriaceae; 


Collinsella stercoris 


28 Collinsella stercoris DSM 13279 


riobacteriaceae; 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Nocardia alba strain 
Bacteria; 
e; Nocardia. 
Bifidobacterium 


complete sequence 1330013 1331535 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


269312 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


269312 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


269312 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


269312 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


269312 Bacteria_16S 


strain DSM 44515 
Actinobacteria; A 


269312 Bacteria_16S 


scardovii strain 
scardovii Bacteri 
Bifidobacterium. 


269312 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


269312 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


269312 Bacteria_16S 


joostei strain LM 
joostei Bacteria; 


269312 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


269312 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


269312 Bacteria_16S 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


269312 Bacteria_16S 


glaciale strain A 
glaciale Bacteria 


269312 Bacteria_16S 


strain F829 16S r 
Actinobacteria; A 


269312 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


269312 Bacteria_16S 


NRRL B-24104 16S 
Actinobacteria; A 


269312 Bacteria_16S 


strain IMMIB D-15 
Actinobacteria; A 


269312 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


269312 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


269312 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


1357276 1357333 36 93 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1358735 1358812 19 95 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1521914 1521999 9 93 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 


qu 


ae 


1710562 1710655 1 93 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 
1730320 1730405 9 93 gi 
ctinobacteridae; Actinomycetales; Cory 
1833718 1833795 17 93 gi 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


ne 


se 
Bif 
1911130 1911215 9 93 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1917224 1917309 9 93 gi 
16S ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
1920350 1920427 17 93 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1924883 1924968 9 93 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 
2051615 2051688 20 


ia 
e; 


ue 
ct 


qu 


93 gi 
ridia; Clostridiales; Veillonellaceae; 
2053151 2053236 9 93 gi 
DSM 44368 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Mycobacterium. 

2106528 2106605 17 93 gi 
CAM 644 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
2162397 2162482 9 93 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2167038 2167123 9 93 gi 
s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 

2343022 2343107 9 93 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
2383991 2384076 9 93 gi 
92 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2397644 2397717 20 93 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


se 
Ac 


ue 
ac 


v 


ne 


al 
er 


gi 


do 


ne 


ue 
ia 
2408342 2408419 17 


93 gi 


avobacteria; Flavobacteriales; Flavobact 
2435745 2435802 36 93 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 


qu 
di 


269312 Bacteria_16S 


ia 


ence 


v 


es; 


nce 


ence 


nce 


idae; 


nce 
les; 


ence 
ales; 


2438767 2438852 9 93 gi 


228720131 


ostridiale 
228720055 
tial seque 
acteriales 
219857610 
1 sequen 
Actino: 


219878401 
17093 
Cory 


219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
bacterin 
219878313 
quence 

idobacte 


219878256 
1 sequen 
Actinomycet 


219878250 
19159 


219878248 


eriales; 
219878245 


Actinomyc 


219878158 
6S ribosomal RNA, partial sequence 2050314 20518 
Anaerosin 
219878157 
quence 

tinomyce 


219878116 


teriales 
219857627 
2161153 21625 
bacterin 
219857624 
sequenc 


Ac 


219857500 
2341772 23432 
nocardin 
219857471 
23827 
bacterin 
219857462 


Clo 


219857455 
6S ribosomal RNA, partial sequence 2407067 24085 
eriaceae 
219857431 


cl 


219857429 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027588.1 
nce 135754 
; Fusobacteriace 
ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025452.1 

1832458 183383 
riales; Bifidoba 


ref|NR_025395.1 
ce 1909867 191128 
ales; Actino 


ref|NR_025389.1 
11 1917433 Thermo 


ref |NR_025387.1 
1919085 192055 
Flavobacteriace 
ref|NR_025384.1 
1923611 192512 
etales; Pseudono 
ref |NR_025297.1 
us. 
ref|NR_025296.1 
2051875 205339 
tales; Corynebac 
ref|NR_025255.1 
105286 210665 

; Cryomorphaceae 
ref|NR_025216.1 


ND 


eae; Nocardiacea 
ref |NR_025213.1 
e 2165786 216722 
tinomycetales; P 
ref|NR_025088.1 
eae; Pseudonocar 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025050.1 

2396386 239781 
stridiales Famil 


ref |NR_025043.1 


; Riemerella. 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 


Clostridium 

9 Clostridium 

e; Clostridium. 
Fusobacterium 

0 1358872 Fusobacterium 

ae; Fusobacterium. 
Nocardia 

6 Nocardia 

ebacterineae; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 

Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Thermosipho geolei 
sipho geolei Bacteria; 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Nocardia caishijiensis 


, 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Anaerobranca 

8 Anaerobranca 

y XIV. Incertae Sedis; 


Riemerella columbina 


26 Riemerella columbina Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 


ref |NR_025017.1 


Nocardia beijingensis 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


269312 Bacteria_ 


olearium strain §S 
Firmicu 


Bacteria; 
269312 Bacteria_ 


strain Z 16S ribo 


16S 2505240 2505292 43 95 gi 
Rl 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 


16S 2515874 2515947 20 93 gi 


sp 


219857379 


iraceae; 
219857367 
somal RNA, partial sequence 2514611 2516064 Calor 


25039 


ref |NR_024967.1 
25 2505435 Sporo 
Sporobacterium. 
ref|NR_024955.1 
amator coolhaas 


b 


i 


Sporobacterium 
acterium olearium 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

269312 Bacteria_16S 2655916 2656009 1 93 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

269312 Bacteria_16S 2678447 2678532 9 93 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

269312 Bacteria_16S 2688946 2689031 9 93 gi|219857197|ref|NR_024825.1| Nocardia sienata 


strain IFM 10088 


Nocardiaceae; Noc 


269312 Bacteria_16S 
strain IHB1 16S r 
Ther 
269312 Bacteria_16S 
strain MK703-102F 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 


Thermotogae; 


strain 10.268-1 1 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


269312 Bacteria_16S 


singulare strain 
singulare Bacteri 


Corynebacteriacea 
269312 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


269312 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


269312 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


269312 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


269312 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


269312 Bacteria_16S 


strain IFO 15965 


269312 Bacteria_16S 


strain AS 4.1860 
Actinobacteria; A 


269312 Bacteria_16S 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


269312 Bacteria_16S 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 


2720419 2720504 9 93 gi 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 

2828658 2828743 9 93 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
2834721 2834806 9 93 gi 
1 16S ribosomal RNA, partial sequence 


gi 


2985883 2985968 9 93 gi 


3029872 3029929 36 93 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3176360 3176453 1 93 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3179470 3179519 18 67 gi 
IBS B52218 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

3208298 3208391 1 93 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3214273 3214366 1 93 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3215795 3215888 1 93 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 


ia 
e; 


tal: 
da 


al 


3286941 3286998 36 93 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
3704200 3704277 17 93 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 


3903560 3903645 9 93 gi 


ia 
la 


ki 


ne 


al 
ae 


ne 


ne 


eq 
id 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 
yamanashiensis st 
yamanashiensis Ba 


’ 


219856905 
2827347 28288 


219856901 


219846802 
quence 
inomycet 


219846783 
1 sequen 


Actinomycet 


219846778 


al 
e; 


219846777 


es; 


219846730 
16S ribosomal RNA, partial sequence 3285670 32871 
ostridiu 
219846434 
1 sequen 
vobacter 
219846293 
16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


4075846 4075931 9 93 gi 
ctinobacteridae; Actinomycetales; Cory 
43560 43636 18 93 gi 
strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 
85846 


85922 18 93 gi 


265679006 


bacterin 
219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 
polyendosporus st 
polyendosporus Ba 
269312 Bacteria_16S 


bacterin 
219846904 
uence 
iales; 
219846804 
equence 
Actinomyc 


neae; 
219846169 
16S ribosomal RNA, partial sequence 4074613 40760 
nebacterin 
265679035 
partial s 
idae; Acti 


bacterin 
219857175 
sequenc 

Actino: 


28334 


Cc 


seque 
Actin 


32145 
Cory 


cr 


eae; Nocardiace 
ref |NR_024803.1 
e 2719156 272065 
mycetales; Cory 


ref |NR_024726.1 


ref |NR_024722.1 
66 2834941 Nocar 
eae; Nocardiacea 
ref|NR_026525.1 


eae; Nocardiacea 
ref |NR_026496.1 

3028583 303003 
lostridiaceae; 
ref|NR_026396.1 
175122 317658 
etales; Coryneba 


Ww 


ref|NR_026394.1 
3178210 317953 
ales; Corynebact 


’ 


ref|NR_026375.1 
ce 3207052 320851 
ales; Coryne 


ref 
nce 
omyc 


NR_026370.1 
321302 
etales; Cory 


ref |NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 
ref |NR_026322.1 
m. 
ref |NR_026025.1 
ce 3702915 370430 


iales; Flavobact 
ref|NR_025883.1 


sporangiacea 
NR_025759.1 


ypto 
ref 


Nocardiacea 
NR_029343.1 
nce 42294 
cetales; St 


eae; 
ref 
eque 


nomy' xr 


ref 


n 


d 


13 Nocardia sienata Bacteria; 
a 


e; Nocardia. 
Nocardia 

4 Nocardia 

ebacterineae; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Nocardia vinacea 

ia vinacea Bacteria; 
e; Nocardia. 
Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Corynebacterium 
0 Corynebacterium 
cterineae; 


Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Riemerella 

0 Riemerella 

eriaceae; Riemerella. 
Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Nocardiopsis 

43754 Nocardiopsis 
eptosporangineae; 


NR_029314.1 


Nocardiopsis 


84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


Actinomycetales; 


269312 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


269312 Bacteria_16S 


ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 


269312 Bacteria_16S 


cellulans strain 
cellulans Bacteri 
Promicromonospora 


269312 Bacteria_16S 


strain 136 16S ri 


ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 


269312 Bacteria_16S 


strain 27 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 


strain ST26 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 


strain ST50 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 


strain 55134 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 


helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 


269312 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


269312 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


269312 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


269312 Bacteria_16S 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


269312 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


269312 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


269312 Bacteria_16S 


strain DSB MGU 15 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


castelarensis str 
castelarensis Bac 
Streptomycetaceae 


269312 Bacteria_16S 


XILO1 16S ribosom 
Actinobacteridae; 


269312 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


269312 Bacteria_16S 


subsp. nitratus s 


104227 104303 18 93 gi 
21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


118049 118125 18 93 gi 
CTC 7910 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

119570 119646 18 93 gi 


DSM 43879 16S ribosomal RNA, partial s 


Cellulosimicrobium. 
121071 121147 18 93 
bosomal RNA, partial sequence 


ceae; 
gi 


134830 134906 18 93 gi 
n NC 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


137776 137852 18 
osomal RNA, partial sequence 


93 gi 
Micr 
139335 139411 18 93 gi 
ibosomal RNA, partial sequence 
Micr 
140864 140940 18 93 gi 
ibosomal RNA, partial sequence 
Micr 
145382 145458 18 93 gi 
ribosomal RNA, partial sequence 
Micr 
160649 160725 18 93 gi 
SM 20419 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 


198689 198733 49 93 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
212769 212813 49 93 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
245013 245097 9 93 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
268953 269029 18 93 gi 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
287128 287188 36 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
302293 302353 36 95 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
323596 323680 9 93 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
349678 349754 18 93 gi 
-6 16S ribosomal RNA, partial sequence 


368909 368985 18 93 gi 
ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

377984 378060 18 
al RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
397862 397938 18 93 gi 
in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 
Cellulomonas. 


’ 


93 gi 


, 


265678994 
10297 


ales; Cory 


265678984 
quence 
tinomyceta 


265678983 
equence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


265678982 


119823 12132 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


ococcineae 
265678973 
ce 13354 
ales; Micr 


265678971 


136495 13800 


ococcineae 
265678970 


138055 13953 


ococcineae 
265678969 


139582 14105 


ococcineae 
265678966 


144082 14559 


ococcineae 
265678956 
quence 
tinomyceta 


265678931 
uence 

diales; Cl 
265678921 


211461 21296 


Clostridiu 
265678899 


243690 24511 


Megasphae 
265678881 
rtial sequ 
nobacterid 


265678869 


285875 28729 


265678859 


300996 30245 


265678845 


322285 32381 


ae; Haloth 
265678825 
34841 
ococcineae 
265678809 
sequence 
e; Actinom 


265678803 


376697 378215 Agromyces 


obacteriac 
265678790 
equence 
Actinomy 


, 


402525 402601 18 
train IMET 11532, 


93 gi 


265678787 


16S ribosomal RNA, partial sequence 


ref |NR_029302.1 
6 104435 Tsuka 
nebacterineae; T 
ref 

BI 
les; 


NR_029292.1 
16781 118270 
Corynebacte 


ref|NR_029291.1 
118321 119772 
ales; Micrococci 


v 


ref |NR_029290.1 
2 Cellulomonas 
; Cellulomonadac 
ref|NR_029281.1 
6 135015 Arthro 
ococcineae; Micr 


ref |NR_029279.1 


; Cellulomonadac 
ref |NR_029278.1 
1 Sanguibacter 
; Sanguibacterac 
ref|NR_029277.1 
8 Sanguibacter 
; Sanguibacterac 
ref |NR_029274.1 
; Jonesiaceae; J 
ref |NR_029264.1 

159387 160848 
les; Micrococcin 


ref |NR_029239.1 

197405 198934 
ostridiaceae; Cl 
ref |NR_029229.1 


m. 
ref|NR_029207.1 
ra. 
ref 
ence 
ae; 


NR_029187.1 
267723 
Actinomyceta 


ref|NR_029175.1 


ref |NR_029165.1 


ref|NR_029150.1 
ermothrix. 
ref|NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref|NR_029114.1 

367645 369119 
ycetales; Strept 


ref|NR_029108.1 
ulmi Bacter 
eae; Agromyces. 
ref|NR_029095.1 
396579 398094 


cetales; Microco 


Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 


Corynebacterium 
Corynebacterium 
rineae; 


Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Arthrobacter 

bacter ureafaciens 

ococcaceae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Clostridium 
Clostridium 
ostridium. 
Clostridium baratii 


8 Clostridium baratii Bacteria; 


Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Actinomadura cremea 
269132 Actinomadura 
les; 


Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Streptomyces 
Streptomyces 
omycineae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Cellulomonas 
Cellulomonas 
ccineae; 


ref|NR_029092.1 


401266 


Agromyces cerinus 
402730 Agromyces 


cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


269312 Bacteria_16S 


strain XILO8 16S 


; Agromyces. 
407158 407234 18 93 
ribosomal RNA, complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 


269312 Bacteria_16S 


strain YIM 70085 


422615 422691 18 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


269312 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


269312 Bacteria_16S 


strain YIM 31530 


428866 428942 18 93 gi 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

462655 462731 18 


93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


269312 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


269312 Bacteria_16S 


strain QH3A7 16S 


467190 467266 18 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
490219 490295 18 93 gi 
ribosomal RNA, complete sequence 


93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


269312 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


269312 Bacteria_16S 


gangotriensis str 
gangotriensis Bac 


494872 494948 18 93 gi 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


496377 496453 18 93 gi 
ain LzlY 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


269312 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


269312 Bacteria_16S 


strain FI-0169 16 
Actinobacteria; A 
Mycobacterium avi 


269312 Bacteria_16S 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


269312 Bacteria_16S 


strain LV3 16S ri 
Actinobacteria; A 


269312 Bacteria_16S 


strain B22P3 16S 
Actinobacteria; A 


269312 Bacteria_16S 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


269312 Bacteria_16S 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


510212 510288 18 93 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

531496 531572 18 93 

S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
um complex (MAC). 

552929 553005 18 93 gi 
613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


565157 565233 18 93 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
599529 599605 18 93 
ribosomal RNA, partial sequence 


gi 


Micr 
gi 


269312 Bacteria_16S 
strain Muenster 2 
Bacteria; Actinob 
269312 Bacteria_16S 


strain CMS90 16S 
Actinobacteria; A 


269312 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


269312 Bacteria_16S 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


ctinobacteridae; Actinomycetales; Micr 
648596 648672 18 93 


Actinomycetales; Micrococcineae; Micr 
657382 657458 18 93 
s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 


, 


269312 Bacteria_16S 


strain MV1075 16S 


671021 671065 15 59 
ribosomal RNA, partial sequence 


gi 


Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 


265678784 


405881 40739 
ococcineae 


265678773 


16S ribosomal RNA, partial sequence 421328 42283 
ococcineae; 


265678769 
sequence 


265678743 


16S ribosomal RNA, partial sequence 461374 46285 
ionibacter 


265678740 


465880 467346 Rothi 
ococcaceae 


265678725 


488917 49045 
ococcineae 


265678722 
quence 


’ 


265678721 
quence 


265678712 
quence 
inomycetal 


265678698 


530243 53169 


nebacterin 
265678684 
e 55170 


ales; Cory 


265678676 


563902 56532 


ococcineae 
265678653 


598291 59976 


somal RNA, partial sequence 647310 648789 Kocur 


eridae; Ac 


265678602 


; Actinomy 


Actinomy 


e; Actinomycet 


ref|NR_029089.1 


, 


Promicromonosp 


ref |NR_029078.1 
; Yaniellaceae; 
ref|NR_029074.1 

427586 429077 
cetales; Coryneb 
ref |NR_029048.1 
ineae; Nocardioi 
ref |NR_029045.1 
a amarae Bacteri 
; Rothia. 
ref |NR_029030.1 
; Jonesiaceae; J 
ref |NR_029027.1 
493586 495067 
cetales; Microco 


ref |NR_029026.1 
495118 496571 
ales; Microc 


ref|NR_029017.1 
508981 510331 
es; Corynebacter 


ref|NR_029003.1 
4 Mycobacterium 
eae; Mycobacteri 


ref|NR_028989.1 
3 553077 Coryne 
nebacterineae; C 


ref|NR_028981.1 


7 Mi 
ref 


crobacteriac 
NR_028958.1 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Corynebacterium 
Corynebacterium 

acterineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Rothia amarae strain 
a; Actinobacteria; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Arthrobacter 
Arthrobacter 

ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Corynebacterium 
bacterium aquilae 


orynebacteriaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Streptomyces javensis 


1 Streptomyces javensis Bacteria; 


ctinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
601059 601135 18 93 gi|265678652|ref|NR_028957.1| Streptomyces 
rain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
608732 608808 18 93 gi|265678646|ref|NR_028951.1| Corynebacterium 
IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
631633 631709 18 93 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
647064 647140 18 93 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 


ococcineae; Micrococcaceae; Arthrobacter. 
gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
ia polaris Bacteria; Actinobacteria; 
ococcaceae; Kocuria. 
gi|265678612|ref|NR_028917.1| Streptomyces 
AA, partial sequence 656132 657614 Streptomyces 


tinomycetales; Streptomycineae; 


ref|NR_028907.1| Marinitoga camini 


669757 671225 Marinitoga camini Bacteria; 


269312 Bacteria_16S 
strain W16 16S ri 


269312 Bacteria_16S 
PB90-1 16S riboso: 
Opitutae; Opituta 
269312 Bacteria_16S 


lacustris strain 


Bacteria; Actinob 


Friedmanniella. 


675582 675658 18 93 gi| 265678599 |ref|NR_028904.1| Dermatophilus chelonae 

bosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 

696885 696925 17 57 gi|265678585|ref|NR_028890.1| Opitutus terrae strain 
mal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
les; Opitutaceae; Opitutus. 

705651 705727 18 93 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

708476 708552 18 93 gi| 265678577 |ref|NR_028882.1| Luteococcus peritonei 


269312 Bacteria_16S 
strain 216 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
Luteococcus. 
269312 Bacteria_16S 756547 756623 18 93 gi| 265678542 


VKM Ac-1800 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
269312 Bacteria_16S 765694 765778 9 93 gi| 265678536 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 76438 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
269312 Bacteria_16S 778009 778085 18 93 gi| 265678528 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actin 
Gordoniaceae; Gordonia. 

269312 Bacteria_16S 782641 782717 18 93 gi| 265678524 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actin 
Promicromonosporaceae; Xylanimonas. 

269312 Bacteria_16S 793376 793452 17 93 gi| 265678517 


strain ASpGl1 16S 
Spirochaetes; 


strain AIP313.00 
Firmicutes; 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
269312 Bacteria_16S 875452 875528 18 93 gi| 265678462 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangiaceae; Streptosporangium. 

269312 Bacteria_16S 885992 886068 18 93 gi| 265678454 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 88470 


Bacteria; Actinob 
Rathayibacter. 


269312 Bacteria_16S 


strain VKM Ac-180 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


VKM Ac-1401 16S r 


Actinobacteria; Actinobacteridae 
269312 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
269312 Bacteria_16S 921408 921492 9 93 gi| 265678431 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequenc 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Cor 
Coriobacteriaceae; Slackia. 

269312 Bacteria_16S 976956 977032 17 92 gi| 265678393 


strain SS-2 16S r 
Bacteroidetes; 


strain BARC318 16 
Tenericutes; Moll 


269312 Bacteria_16S 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


269312 Bacteria_16S 


Spi 
269312 Bacteria_16S 


Clost 
269312 Bacteria_16S 


Sp 
269312 Bacteria_16S 


bosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
805622 805706 9 93 gi 


ridia; Clostridiales; Veillonellaceae; 


839188 839264 18 93 gi 
ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


887528 887604 18 93 gi 
4 16S ribosomal RNA, partial sequence 


912088 912164 18 93 
ibosomal RNA, partial sequence 
; Actinomycetales; 
918318 918394 18 93 
ibosomal RNA, partial sequence 


gi 


Micr 
gi 


Cory 
919883 919959 18 93 gi 


ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
982914 982990 20 95 

S ribosomal RNA, 
icutes; Entomoplasmatales; Entomoplasm 
1090940 1091016 18 93 gi 
ain A-5 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 
1098399 1098475 18 


Sap 
gi 


93 gi 


707255 70861 


755262 75674 


792094 79356 


16S ribosomal RNA, partial sequence 804384 80579 


837961 83941 


910794 91228 


917039 91855 


918602 92011 


975693 97713 


complete sequence 981620 98314 


eta. 
265678509 


Anaeroglo 
265678487 


ales; Micr 
265678453 

88624 
ococcineae 
265678437 


ococcineae 
265678433 


nebacterin 
265678432 


rospiracea 
265678389 


ataceae; E 
265678316 
uence 

e; Actinom 


7 Luteococcus peritonei Bacteria; 


ineae; Propionibacteriaceae; 
ref|NR_028846.1| Agromyces albus strain 
7 Agromyces albus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_028840.1| Mitsuokella 
5 765927 Mitsuokella jalaludinii 
Mitsuokella. 
ref |NR_028832.1| Gordonia 

776745 778221 Gordonia 
omycetales; Corynebacterineae; 
ref|NR_028828.1| Xylanimonas 

781358 782875 Xylanimonas 
omycetales; Micrococcineae; 
ref|NR_028820.1| Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


ref|NR_028812.1| Anaeroglobus geminatus 
1 Anaeroglobus geminatus Bacteria; 

bus. 

ref|NR_028790.1| Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 

ales; Streptosporangineae; 


, 


ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


ref |NR_028755.1 
7 887732 Agreia 
; Microbacteriaceae; Agreia. 
ref|NR_028739.1| Leifsonia poae strain 
1 Leifsonia poae Bacteria; 

; Microbacteriaceae; Leifsonia. 
ref|NR_028735.1| Gordonia amicalis 

1 Gordonia amicalis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028733.1| Slackia 

e 920164 921628 Slackia 

iobacteriales; Coriobacterineae; 


Agreia bicolorata 
bicolorata Bacteria; 


ref|NR_028695.1| Lewinella nigricans 
0 Lewinella nigricans Bacteria; 

e; Lewinella. 
ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 
ref |NR_028618.1 
1089685 109113 
ycetales; Strept 


Entomoplasma freundtii 
freundtii Bacteria; 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


265678311 


scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 


ref|NR_028613.1| Streptomyces 
1097121 1098599 Streptomyces 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 
269312 Bacteria_16S 1102873 1102949 18 
strain 14 16S ribosomal 


269312 Bacteria_16S 1107479 1107555 18 
strain NRRL 15532 16S ribosomal 
Bacteria; Actinobacteria; 
Nonomuraea. 
269312 Bacteria_16S 1109025 1109101 18 
strain DF-32 16S ribosomal RNA, 


Microbispora. 
269312 Bacteria_16S 
serovar 3 str. 
serovar 3 str. ATCC 27815 Bacteria; 
269312 Bacteria_16S 1131711 1131787 18 
strain ES10.1 16S 


1122731 1122791 36 


269312 Bacteria_16S 1139306 1139382 18 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 


Actinobacteridae; 
269312 Bacteria_16S 
multipartita DSM 
44233 Bacteria; Actinobacteria; 
Nakamurella. 
269312 Bacteria_16S 
DSM 
Bacteria; 
269312 Bacteria_16S 
strain Cal06 16S 


1161993 1162069 18 


1199858 1199934 17 


Bacteroidetes; 
1217953 1218029 18 


269312 Bacteria_16S 1219387 1219463 18 


strain CCUG 33897 


Luteococcus. 


269312 Bacteria_16S 1222425 1222501 18 


strain Se-3111 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


269312 Bacteria_16S 1226973 1227049 18 


variabilis strain 


Isoptericola. 
269312 Bacteria_16S 
efficiens YS-314 


1257156 1257232 18 


93 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


93 


93 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


95 


93 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


93 


93 


92 


18053 16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; 


93 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


93 


93 


93 


93 


gi 


1101592 11031 


gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


1107766 11092 
Streptosporang 


gi 


ATCC 27815 16S ribosomal RNA, partial sequence 
Tenericutes; Mollic 


gi 


1130448 11319 
Streptosporang 


gi 


gi 


44233 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales 


gi 


1198618 12000 


gi 


1216681 12181 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


1221167 12226 


gi 


MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 1255896 12573 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 
269312 Bacteria_16S 
strain CBS 107.95 


1263105 1263181 18 


93 


gi 


16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


269312 Bacteria_16S 
DSM 


1281082 1281158 18 


93 


15272 16S ribosomal RNA, partial sequence 


gi 


1279854 12812 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Aeromicrobium. 
269312 Bacteria_16S 
strain PYAN-1 16S 
Tenericutes; Mollicutes; 
269312 Bacteria_16S 1300642 1300718 18 
strain LM 161 16S ribosomal RNA, 


1282534 1282610 20 


95 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


93 


complete sequence 


gi 


1281261 12827 
Entomoplasmataceae; E 


gi 


1299363 13008 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


269312 Bacteria_16S 
thermoviolaceus subsp. 


1308330 1308406 18 


Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 1346655 1346731 18 


93 


93 


gi 


thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. ther 
Streptomycineae; 


Str 
gi 


faecium strain DSM 4810 16S ribosomal RNA, partial sequ 


4810 
Brachybacterium. 
269312 Bacteria_16S 


1349727 1349803 18 


93 


DSM 10542 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Sanguibacter. 


Bacteria; Actinobacteria; Actinobacteridae; Actino 


gi 


265678308 


265678304 
11062 
Stre 


265678303 


228715451 
utes; Myco 
253680769 


253680764 


228721225 
11607 


228715480 


Fle 
219878473 


219878368 
12181 
Prop 


219878356 


219878300 
12257 
Micr 


219857144 


ales; Cory 
219846681 
12618 
ales; Cory 
219846091 
ales; Prop 


219846087 


219846779 


ionibacter 
228721493 
16S ribos 
moviolaceu 
eptomyceta 
228720938 
ence 13453 
mycetales; 


228720600 


Strepto 


ref |NR_028610.1 
; Microbacteriac 
ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae; 


ref|NR_028605.1 
07 Microbispora 
ineae; Streptosp 


ref |NR_027532.1 

1121455 112289 
plasmataceae; Ur 
ref|NR_028017.1 
04 Nocardiopsis 
ineae; Nocardiop 
ref|NR_028012.1 
onia rubra Bacte 
eae; Leifsonia. 
ref |NR_027604.1 
39 1162206 Nakamu 
; Frankineae; Na 


ref |NR_027533.1 
xibacteraceae; D 
ref|NR_025612.1 


; Micrococcaceae 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 
ref|NR_025495.1 
; Beutenbergiace 
ref |NR_025439.1 
22 1227193 Isopte 
ococcineae; 


ref|NR_024772.1 


nebacterineae; C 


ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_025681.1 
10 Aeromicrobium 
ionibacterineae; 


ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_026371.1 


ineae; Nocardioi 
ref|NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
ceae; Streptomyc 
ref|NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 


ref 


mycineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Nonomuraea longicatena 

raea longicatena 
Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 

Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Leifsonia rubra strain 
ria; Actinobacteria; 


Nakamurella 
rella multipartita DSM 


kamurellaceae; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Arthrobacter bergerei 


48 Arthrobacter bergerei Bacteria; 


; Arthrobacter. 
Luteococcus sanguinis 

occus sanguinis 
Propionibacteriaceae; 


Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Isoptericola 
ricola variabilis 


Promicromonosporaceae Hi 


Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Aeromicrobium marinum 
marinum DSM 15272 

Nocardioidaceae; 


Entomoplasma somnilux 


somnilux Bacteria; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Streptomyces 

1 sequence 

nobacteria; 

es. 

Brachybacterium 

bacterium faecium DSM 

Dermabacteraceae; 


1307063 


NR_027595.1 


Sanguibacter keddieii 


1348448 1349942 Sanguibacter keddieii DSM 10542 


Sang 


uibacteraceae; 


269312 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


269312 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


269312 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
269312 Bacteria_16S 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


269312 Bacteria_16S 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


269312 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


269312 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacte 
269312 Bacteria_16S 


subsp. albus stra 
subsp. albus Bact 
Streptomycetaceae 


269312 Bacteria_16S 


subsp. rimosus st 
subsp. rimosus Ba 
Streptomycetaceae 


269312 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


269312 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


269312 Bacteria_16S 


strain DSM 20127 
Actinobacteria; A 


269312 Bacteria_16S 


strain JCM3146 16 
Actinobacteria; A 
Actinoallomurus. 


269312 Bacteria_16S 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


269312 Bacteria_16S 


strain DSM 40258 
Actinobacteria; A 


269312 Bacteria_16S 


subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 


269312 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae; 
269312 Bacteria_16S 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 


1396407 1396451 15 59 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


gi 


228715882 
1395106 13965 


ref|NR_027541.1 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


1402374 1402450 18 93 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
33 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Leifsonia. 

1421934 1422010 18 93 gi|224581444|ref|NR_027226.1| Arthrobacter 

strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

1426579 1426655 18 93 gi| 224581441 |ref|NR_027223.1| Streptomyces 
ain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 
1428144 1428220 18 93 gi|224581440|ref|NR_027222.1| Streptomyces 
AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

1451170 1451246 18 93 gi|224581420|ref|NR_027201.1| Corynebacterium 
in PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

1454166 1454242 18 93 gi|224581418|ref|NR_027199.1| Arthrobacter 
strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

rs 

1475181 1475257 18 93 gi|219878476|ref|NR_025615.1| Streptomyces albus 
in DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

1489013 1489089 18 93 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
rain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 
1490557 1490633 18 93 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

1498025 1498109 9 93 gi|219846665|ref|NR_026257.1| Halanaerobium 
ubsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
lanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiaceae; Halanaerobium. 

1502438 1502514 18 93 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

1529594 1529670 18 93 gi|219857434|ref|NR_025022.1| Actinomadura spadix 


S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Strept 
1531106 1531182 18 93 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

ae; Actinomadura. 


1590107 1590183 18 


s 
Ac 
93 gi 
ctinobacteridae; Actinomycetales; Stre 
1593203 1593279 18 93 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1594749 1594825 18 93 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

1596296 1596372 18 93 gi 
in DSM 43032 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


pt 


rt 
id 


v 


v 


269312 Bacteria_16S 


1605587 1605663 18 93 


gi 


1528339 15297 


219857433 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 


219878483 


219878482 


219878481 


219878474 


osporangineae; Thermomon 


ref|/NR_025021.1 
1529847 153130 
tales; Streptosp 


equence 
tinomyce 


ref|NR_025624.1 
40 Streptomyces 
e; Streptomyceta 
ref |NR_025622.1 
sequence 159193 
eridae; Actinomy 


omycinea 


partial 
tinobact 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


ial sequ 
ae; Acti 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto: 


sequence 
Actinomy 


ref |NR_025613.1 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


orangineae; 


Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Arthrobacter mysorens 


strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


269312 Bacteria_16S 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


269312 Bacteria_16S 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


269312 Bacteria_16S 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 
ain A 80407 16S ribosomal RNA, partial 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


269312 Bacteria_16S 


aridum subsp. lar 


Actinomycetales; 


269312 Bacteria_16S 
ribosomal RNA, partial sequence 


strain JK 615 16S 
Firmicutes; Clost 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


269312 Bacteria_16S 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


269312 Bacteria_16S 


strain SPR2 16S r 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


269312 Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


269312 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 


Dermabacteraceae; 


1607128 1607204 18 
in Rel17 16S ribosomal 


1626637 1626713 18 


Arsenicicoccus. 
1640249 1640325 18 
ribosomal RNA, partial 


e; 


1663235 1663311 18 


teria; Actinobacteria; 
e; Kibdelosporangium. 

1664775 1664851 18 
gum strain SKF-AAD-609 


Kibdelosporangium aridum subsp. 


Pseudonocardineae; 
1733412 1733464 43 


1744107 1744183 18 


1747131 1747207 18 


Actinomadura. 
1759397 1759473 18 


ae; 


1760865 1760941 18 


1762386 1762462 18 


1763908 1763984 18 


Brachybacterium. 


269312 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


1771340 1771416 18 
UG 39943 16S ribosomal 


e; Corynebacterium. 


269312 Bacteria_16S 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, parti 
roseoviolaceus Bacteria; Actinobacteria; Actinobacterid 


Streptomycetaceae 


269312 Bacteria_16S 


strain 4-0 16S ri 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


269312 Bacteria_16S 


strain DSM 46000 


strain Kb2 16S ri 


flaccumfaciens pv 


1772771 1772847 18 


1774269 1774345 18 


Streptomyces. 
1781946 1782022 18 


v 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 
ain DSM 14281 16S ribosomal RNA, parti 


1806183 1806259 18 


teria; Actinobacteria; Actinobacterida 


Oerskovia. 
1807721 1807797 18 


, 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


1810774 1810850 18 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 
flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 
Curtobacterium flaccumfaciens pv. 


1812303 1812379 18 


eria; Actinobacteria; Actinobacteridae 


ridia; Clostridiales; Lachnospiraceae; 
269312 Bacteria_16S 
R2A 16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


Actinobacteria; Actinobacteridae; Act 


93 gi|219878472|ref|NR_025611.1| Arthrobacter 
RNA, partial sequence 1605856 1607314 Arthrobacter 
; Actinomycetales; Micrococcineae; Micrococcaceae; 
93 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 
sequence 1625384 1626850 Arsenicicoccus 
Actinomycetales; Micrococcineae; 
93 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
93 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
sequence 1661967 1663456 Kibdelosporangium 
Actinobacteridae; Actinomycetales; Pseudonocardineae; 
93 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
16S ribosomal RNA, partial sequence 1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


ales; Stre 


93 219878376 
1 sequence 


Actinomyc 


gi 


93 gi| 219878366 
1758120 17596 
nebacterin 
219878365 
uence 


inomycetal 


93 gi 


93 219878364 
equence 


inomycet 


gi 


93 219878363 
artial seq 


ridae; Act 


gi 


219878357 
quence 
inomycetal 


93 gi 
RNA, partial se 


93 gi| 219878355 
Stre 


gi 


ptomycinea 
219878354 
al sequenc 


93 


ae; Actinomycetales; Strep 
93 gi| 219878349 |ref|NR_025488.1 
1780670 17821 


ococcineae; Micrococcacea 
93 gi| 219878332 |ref|NR_025471.1 
al sequence 1804913 180639 
e; Actinomycetales; Microc 
93 gi|219878331|ref|NR_025470.1 


ococcineae; Cellulomonadac 

93 gi|219878329|ref|NR_025468.1 
1809512 18109 

nebacterineae; Gordoniacea 

93 gi| 219878328 |ref|NR_025467.1 


ptos 


etal 


es; 


ales; 


uenc 
inomycetales; M 


es; 


83 Streptomyces 
e; 


e 1773034 17744 


Pseudonocardiaceae; Kibdelosporangium. 
95 gi| 219878386 |ref|NR_025525.1 
1732113 1733587 Butyrivibrio 
Butyrivibrio. 
93 gi| 219878378 |ref|NR_025517.1 
partial sequence 1742831 1744318 Nocard 


porangineae; 


ref|NR_025515.1 

1745863 174730 
es; Streptos 
ref|NR_025505.1 
Gordoniacea 
ref|NR_025504.1 


1759669 176107 
Micrococcine 


ref|NR_025503.1 
1761124 176259 
3 Micrococci 


ref|NR_025502.1 
e 176264 


i 


ref|NR_025496.1 

1770072 177148 
Corynebacter 
ref |NR_025494.1 


s 
ref 


treptomyceta 
NR_025493.1 
8 


e: 


Butyrivibrio hungatei 


hungatei Bacteria; 


Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


Actinomadura 
0 Actinomadura 


porangineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
eae; 


e; Gordonia. 
Brachybacterium 

3 Brachybacterium 

ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Corynebacterium 
6 Corynebacterium 


ineae; 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


Citricoccus. 
Oerskovia 

8 Oerskovia 
occineae; 


’ 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 


Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


Curtobacterium 
1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


269312 Bacteria_16S 1816913 1816989 18 93 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

269312 Bacteria_16S 1819980 1820056 18 93 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
269312 Bacteria_16S 1821512 1821588 18 93 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 

269312 Bacteria_16S 1823038 1823114 18 93 gi|219878321|ref|NR_025460.1| Agreia pratensis 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

269312 Bacteria_16S 1835170 1835246 18 93 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 

269312 Bacteria_16S 1859491 1859567 18 93 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 


testudinoris Bact 
Corynebacteriacea 


269312 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


269312 Bacteria_16S 


strain CF-43 16S 


strain Cm al3 16S 
Proteobacteria; D 


269312 Bacteria_16S 


strain CCUG 35957 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


269312 Bacteria_16S 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


269312 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


269312 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


269312 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


269312 Bacteria_16S 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


269312 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


269312 Bacteria_16S 


avidum strain DSM 
Bacteria; Actinob 
Propionibacterium 


269312 Bacteria_16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


eria; Actinobacteria; Actinobacteridae; 


e; Corynebacterium. 
1877787 1877863 18 93 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

1959900 1959976 18 93 
ribosomal RNA, partial sequence 


2 
1 
7 


gi 


oc 
1982747 1982823 17 93 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
2036021 2036097 18 93 gi 
16S ribosomal RNA, partial sequence 


gi 


ng 


oc 
2037543 2037619 18 93 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ne 
al 


2057698 2057774 18 93 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2059237 2059313 18 93 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2060786 2060861 20 95 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2066778 2066854 18 93 gi 
n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
2079081 2079157 18 93 gi 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
2080633 2080709 18 93 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 
2082190 2082266 18 93 gi 
4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


s 
A 


’ 


s 
ri 


, 


Eu 


ce 
al 


se 
Ac 


Ss 


, 


nc 
al 
2100406 2100482 18 93 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


269312 Bacteria_16S 


19878283 


219878222 
1958616 19601 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


269312 Bacteria_16S 219878207 


1981436 19829 


219878171 


219878170 


219878153 


219878152 


219878150 


219878146 


219878137 


219878136 


219878135 


219878122 


Actinomycetales; 


ref|NR_025422. 


sequence 
Actinomycetales; 
ref|NR_025361. 
16 Arthrobacter 
occineae; Mi 

ref|NR_025346. 
73 Chondromyces 
Polyangiaceae; 
ref|NR_025310. 


iineae; 


20 
occin 


347 
eae 


7; Mi 
ref|NR_025309. 
20 


Cc 


362 
ory 


e 


es; nebacterineae; 


ref |NR_025292. 
equen 


ctino: 


ce 


mycetales; 


ref|NR_025291. 
ce 
Act 


equen 
dae; inomycetales; 
ref|NR_025289. 
20 


bacte 


595 
rium. 
ref 
20655 
es; Micrococ 
ref 
quence 

tinomycetale 
ref 
equen 
Actin 


ce 
omyceta 
ref 
20 
P 


809 
rop 


e 


es; ioni 


ref 
e 
es; 


20991 


Propioni 


2111101 2111177 18 93 


gi 


219873436 


ref 


1876505 18780 
Strept 


crococcacea 


53 2036233 Rothi 
crococcacea 


84 2037751 Coryn 


2056438 20579 
Strepto 


2057971 20594 
s 


20 2060972 Eubac 


NR_025285.1 
12 2067008 Micro 
cineae; Mic 
NR_025276.1 
2077807 20793 
s; Propioni 


NR_025275.1 
2079371 20808 
les; Propio 


NR_025274.1 
23 2082426 Propi 
bacterineae 


NR_025261.1 
38 2100621 Nocar 
bacterineae 


NR_025250.1 


Coryneb 


0 
° 


e 


Cc 


a 
e 


e 
ie 


2 


6 
t 


t 


Cc 
r 


2 
b 


7 
n 


° 
i 


d 


’ 


acterineae; 
Nocardiopsis 
9 Nocardiopsis 


sporangineae; 


Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 

Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


’ 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Eubacterium sulci 
erium sulci Bacteria; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Propionibacterium 

0 Propionibacterium 
acterineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Streptomyces humiferus 


strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; Strept 


omycineae; 


Streptomycetaceae; 


Streptomyces. 


269312 Bacteria_16S 


strain YIM 90003 


2157935 2158011 18 93 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomonospora. 
269312 Bacteria_16S 2168566 2168642 18 93 gi 


strain PK-Blue 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 


strain YIM 21741 


S ribosomal RNA, partial sequence 
Stre 
gi 


2229156 2229232 18 93 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


269312 Bacteria_16S 


2233704 2233780 18 93 gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


269312 Bacteria_16S 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


269312 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


269312 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


269312 Bacteria_16S 


strain DSM43926 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 


strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 


269312 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


269312 Bacteria_16S 


sulfonivorans str 
sulfonivorans Bac 
Micrococcaceae; A 


269312 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 
Micrococcaceae; A 


269312 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


269312 Bacteria_16S 


australiense stra 
australiense Bact 
Propionibacteriac 


269312 Bacteria_16S 


strain K265 16S r 
Actinobacteria; A 


269312 Bacteria_16S 


strain K300 16S r 
Actinobacteria; A 


269312 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


269312 Bacteria_16S 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


269312 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 
Micrococcaceae; A 


269312 Bacteria_16S 


strain T1-X7 16S 


2247330 2247406 18 93 gi 
ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2261218 2261294 18 93 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

2306797 2306873 18 93 

in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

2309843 2309919 18 


’ 


v 


gi 


93 gi 
Stre 
2325057 2325133 18 93 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2334067 2334143 18 93 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2347572 2347648 18 93 gi 
ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

2349081 2349157 18 93 gi 
rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

2358224 2358300 18 93 gi 

16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


2359740 2359816 18 93 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 

2361265 2361341 18 93 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2362784 2362860 18 93 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2402191 2402267 18 93 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

2409874 2409950 18 93 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


Micr 
gi 


2455595 2455671 18 93 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 
rthrobacter. 

2493181 2493257 18 93 

ribosomal RNA, partial sequence 


gi 


compl 


219857630 


16S ribosomal RNA, partial sequence 2156657 21581 


ptosporang 


219857623 


2167280 21687 


ptomycinea 
219857580 


16S ribosomal RNA, partial sequence 2227890 22293 


ococcineae 
219857577 

22324 

nebacterin 
219857568 

uence 

e; 


219857559 
ial sequen 
te 


219857525 
ete sequ 
Actinomy 


, 


219857523 


6S ribosomal RNA, partial sequence 2308611 23100 


ptosporang 
219857513 

23238 
Cory 


ales; 


219857507 
al sequenc 


219857496 
uence 
e; 


219857495 
quence 

ae; Actino 
219857489 
23569 
Prop 


ales; 


219857488 
ial sequen 
Actinomy 


v 


219857487 


2360002 23614 


ococcineae 
219857486 


2361525 23629 


ococcineae 
219857459 
uence 
Actinomyc 


219857454 
nce 24085 
ales; Stre 


219857415 
sequence 
eridae; Ac 


219857388 


Actinomycet 


ridae; Actin 


e; Actinomycet 


Actinomycet 


ref|NR_025219.1| Streptomonospora alba 
43 Streptomonospora alba Bacteria; 
ineae; Nocardiopsaceae; 


ref|NR_025212.1| Streptomyces speibonae 

69 Streptomyces speibonae Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_025168.1| Agromyces aurantiacus 

53 Agromyces aurantiacus Bacteria; 

; Microbacteriaceae; Agromyces. 

ref|NR_025165.1| Gordonia namibiensis 

22 2233905 Gordonia namibiensis Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref|NR_025156.1| Streptomyces 
2246040 2247565 Streptomyces 

ales; Streptomycineae; 


ref|NR_025147.1 
ce 2259931 226145 
omycetales; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


ref 
ence 
ceta 


NR_025113.1 
230551 
les; Coryneb 
ref|NR_025111.1| Nonomuraea turkmeniaca 
58 Nonomuraea turkmeniaca Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025101.1| Corynebacterium casei 
67 2325209 Corynebacterium casei 
nebacterineae; Corynebacteriaceae; 


ref|NR_025095.1 
e 2332775 233429 
ales; Strept 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


ref |NR_025084.1 
2346319 234777 
ales; Microc 


Arthrobacter 
5 Arthrobacter 
occineae; 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


Arthrobacter 
4 Arthrobacter 
coccineae; 


ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


ref|NR_025075.1| Subtercola frigoramans 
74 Subtercola frigoramans Bacteria; 
; Microbacteriaceae; Subtercola. 
ref|NR_025074.1] Subtercola boreus 
91 Subtercola boreus Bacteria; 
; Microbacteriaceae; Subtercola. 
ref|NR_025047.1| Nocardiopsis 

2400924 2402372 Nocardiopsis 
etales; Streptosporangineae; 


ref|NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


ref|NR_025003.1 
2454319 245573 
tinomycetales; M 


Arthrobacter 
2 Arthrobacter 
icrococcineae; 


ref|NR_024976.1| Tetrasphaera japonica 


2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Tetrasphaera. 


269312 Bacteria_16S 
australiensis strain 109 16S ribosomal RNA, partial seque 
australiensis Bacteria; Actinobacteria; Actinobacteridae; 
Intrasporangiaceae; 
269312 Bacteria_16S 


strain VKM Ac-942 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Nocardiopsis. 


2494668 2494744 18 93 gi 


Tetrasphaera. 
2511351 2511427 18 93 gi 
16S ribosomal RNA, partial sequence 


219857387 


219857370 


25100 


ref 
2493400 249486 
Actinomycetales; 


ref 
68 2511541 Nocar 
Streptosporangineae; 


NR_024975. 


NR_024958. 


Microc 


1 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Nocardiopsis trehalosi 


diopsis trehalosi 


Nocardiopsaceae; 


269312 Bacteria_16S 2512859 2512935 18 93 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
269312 Bacteria_16S 2514350 2514426 18 93 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

269312 Bacteria_16S 2517378 2517454 18 93 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

269312 Bacteria_16S 2518868 2518944 18 93 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

269312 Bacteria_16S 2520395 2520479 9 93 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

269312 Bacteria_16S 2535582 2535658 18 93 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

269312 Bacteria_16S 2577846 2577922 18 93 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
269312 Bacteria_16S 2579275 2579351 18 93 gi|219857282|ref|NR_024913.1| Cellulomonas persica 


strain I 16S ribo 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


269312 Bacteria_16S 


spumicola strain 


spumicola Bacteri 


Nocardioidaceae; 


269312 Bacteria_16S 
bendigoensis strain Benl06 16S ribosomal RNA, partial seq 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriac 


269312 Bacteria_16S 


nitrophenolicus s 


nitrophenolicus B 


Nocardioidaceae; 


269312 Bacteria_16S 


erythreum strain 


erythreum Bacteri 


Nocardioidaceae; 


269312 Bacteria_16S 


strain ATCC 39419 


Bacteria; Actinob 


Kribbella. 


269312 Bacteria_16S 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


269312 Bacteria_16S 


A1-17B 16S riboso 
Actinobacteridae; 


269312 Bacteria_16S 
malaysiensis stra 


malaysiensis Bact 
Streptosporangiac 


269312 Bacteria_16S 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


269312 Bacteria_16S 


2588553 2588629 18 93 gi 


Tessaracoccus. 

2657450 2657526 18 93 gi 

train NSP 41 16S ribosomal RNA, partial 

acteria; Actinobacteria; Actinobacterida 

Nocardioides. 

2658974 2659050 18 93 gi 

NRRL B-3381 16S ribosomal RNA, partial s 

a; Actinobacteria; Actinobacteridae; Act 

Aeromicrobium. 

2660494 2660570 18 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 


eae; 


2693423 2693499 18 93 gi 
TT 00-51 16S ribosomal RNA, partial sequ 


mal RNA, partial sequence 
Actinomycetales; Micrococcineae; Microc 
2751766 2751842 18 93 gi 
in H47-7 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
eae; Microtetraspora. 

2753262 2753338 18 93 gi 
JCM 9374 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
eae; Planomonospora. 
2754758 2754834 18 


93 gi 


somal RNA, partial sequence 2577991 2579369 Cellu 


219857219 
sequence 


e; Ac 


219857218 
equence 
inomycetales; 


219857217 


26 
es; 


219857193 


ence 


2744758 2746095 Ro 


occac 


219857152 


ence 
Actin 


219857151 


ence 


inomycetales; 


219857150 


occineae; 
219857276 
Ben 107 16S ribosomal RNA, partial sequence 


uence 
Actinomy 


592 


eae; 


lomonas persica 
Cellulomonadac 
ref 


ceta 
ref 
2656189 265766 


tinomycetales; 


ref 


ref 
38 2660707 Kribb 
Propionibacterineae; 


thia 
ref 
omycetales; 


ref 


ref 


NR_024907.1 
2587275 25887 


a; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 
Friedmanniella. 
2627076 2627152 18 93 gi| 219857247 |ref|NR_024877.1 


2625807 262727 
les; Propion 


NR_024847.1 


NR_024846.1 


2657714 26591 


NR_024845.1 


NR_024821.1 


a; Actinobacteria; Actinobacteridae; Actinomycetales; Streptospo 
eae; Planotetraspora. 
2746001 2746077 18 93 gi|219857157|ref|NR_024785.1 


aeria Bacteria 
Rothia. 


NR_024780.1 
2750506 27519 


NR_024779.1 
2752000 27534 


NR_024778.1 


4 


Prop 


8 
Propioniba 


e 


3 


4 
Strepto 


4 
Streptospo 


Bacteria; 

eae; Cellulomonas. 
Friedmanniella 

9 Friedmanniella 

cterineae; 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Planotetraspora 
9 Planotetraspora 
rangineae; 


Rothia aeria strain 
; Actinobacteria; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 


269312 Bacteria_16S 2777484 2777560 18 


albofaciens strain JCM 4342 16S ribosomal RNA, partial 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
269312 Bacteria_16S 2784942 2785018 18 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacteriaceae; Okibacterium. 
269312 Bacteria_16S 2795498 2795542 51 


transvaalensis strain SAGM1 16S ribosomal RNA, partial 
Clostridia; 


transvaalensis Bacteria; Firmicutes; 
269312 Bacteria_16S 2819596 2819672 18 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
269312 Bacteria_16S 


Planomonospora. 
2821089 2821165 18 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
269312 Bacteria_16S 
parontospora subsp. 


2822583 2822659 18 


Actinomycetales; Streptosporangineae; 
269312 Bacteria_16S 2827083 2827159 18 
strain IFO 12702 


269312 Bacteria_16S 
strain IFO 16238 


2839244 2839320 18 


269312 Bacteria_16S 
strain IFO 16235 


2840804 2840880 18 


269312 Bacteria_16S 2842354 2842438 9 
fermentans strain 
Bacteria; Firmicutes; 


269312 Bacteria_16S 


Clostridia; 
2894815 2894891 18 


strain CM-10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


269312 Bacteria_16S 2896310 2896386 18 


strain CM-01 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


269312 Bacteria_16S 2897804 2897880 18 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Mycetocola. 
269312 Bacteria_16S 2900810 2900886 18 
strain IAM 14848 


269312 Bacteria_16S 
strain IFO 15616 


2903879 2903955 18 


269312 Bacteria_16S 2944866 2944942 18 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 


269312 Bacteria_16S 2969071 2969147 18 


phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 


Microlunatus. 
2970599 2970675 18 


Propionibacteriaceae; 
269312 Bacteria_16S 
antarctica strain 


Nocardioidaceae; Friedmanniella. 
269312 Bacteria_16S 2978243 2978319 18 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
269312 Bacteria_16S 2981309 2981385 18 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangiaceae; 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


R-9 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; 
93 219857132|ref|NR_024760.1 
sequence 2776208 277769 
Actinomycetales; 


gi 


93 gi|219857127|ref|NR_024755.1 


Microco 


95 219857120 


sequence 


gi ref|NR_024748.1 


2794179 279557 


93 219856911|ref|NR_024732.1 
sequence 2818334 281977 


Actinomycetales; Strept 


gi 


93 gi|219856910|ref|NR_024731.1 


Streptosporangiaceae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Okibacterium 
8 Okibacterium 
ccineae; 


Alkaliphilus 
1 Alkaliphilus 


Clostridiales; Clostridiaceae; Alkaliphilus. 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


rosea Bacteria; 


Streptosporangineae; Streptosporangiaceae; 
93 gi|219856909|ref|NR_024730.1| Planomonospora 
partial sequence 2821321 2822766 
antibiotica Bacteria; Actinobacteria; Actinobacteridae; 


Planomonospora. 


93 gi| 219856906 |ref|NR_024727.1 


Sporichthyaceae; S 


93 gi| 219856898 |ref|NR_024717.1 
Microbacteriac 
93 gi| 219856897 |ref|NR_024716.1 


Microbacteriac 
219856896 |ref|NR_024715.1 
2841063 2842500 Halana 
Halanaerobiaceae; Halanaerobiu 

gi|219856860|ref|NR_024679.1 


93 gi 


93 


Microbacteriac 
ref |NR_024678.1 


Micrococcineae; 
93 gi| 219856859 
Microbacteriac 
ref|NR_024677.1 

2896542 289798 
Actinomycetales; Micr 


Micrococcineae; 


93 gi| 219856858 


93 gi|219856856|ref|NR_024675.1 


Microbacteriac 


93 gi|219856854|ref|NR_024673.1 
Microbacteriac 
ref|NR_024646.1 
2943614 294507 


Actinomycetales; Frankine 


93 gi| 219856827 


93 gi| 219846945 |ref|NR_026537.1 


2967820 296928 
Actinomycetales; Propion 
93 gi|219846944|ref|NR_026536.1 

2969338 297081 


Actinomycetales; Propionib 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Halanaerobium 
erobium fermentans 
m. 

Mycetocola lacteus 


2893553 2894997 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


2895048 2896491 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


93 gi|219846938|ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 

Actinomycetales; Streptomycineae; 
93 gi|219846936|ref|NR_026528.1| Streptomyces 


2980041 298152 


6 Streptomyces 


Streptomycineae; 


269312 Bacteria_ 
pneumoniae strain 


Nocardioidaceae; 


269312 Bacteria_ 


Firmicutes; 


269312 Bacteria_ 
strain HKI 0136 1 


269312 Bacteria_ 


Clostridia; 


16S 2982828 2982868 17 57 gi 


16S 3007249 3007325 18 93 gi 


16S 3013219 3013295 18 93 gi 


oc 


219846935 
TW-183 16S ribosomal RNA, partial seque 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiac 
269312 Bacteria_ 
strain 801 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_ 
aurantiacus strain BC361 16S ribosomal RNA, partial seque 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


nce 


eae; Chl 


219846919 
3005987 30074 
occineae; 
219846915 


nce 


ref |NR_026527.1 
2981577 298305 

amydophila. 

ref|NR_026511.1 


Microbacteriac 
ref|NR_026507.1 
3011945 301344 


Actinomycetales; Propioni 
Marmoricola. 

16S 3035989 3036033 49 93 gi| 219846899 |ref|NR_026491.1 

strain DS1 16S ribosomal RNA, partial sequence 3034695 30361 

Clostridiales; Clostridiaceae; Clostridium. 

16S 3040528 3040604 18 93 gi|219846896|ref|NR_026488.1 

6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
16S 3045095 3045171 18 93 gi| 219846892 |ref|NR_026484.1 
ence 3043846 304530 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequ 


Rarobacteraceae; 


269312 Bacteria_ 


hortensis strain 


hortensis Bacteri 
Intrasporangiaceae; 
269312 Bacteria_ 
strain TAGA27 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_ 


faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Rarobacter. 
16S 3046627 3046703 18 93 gi| 219846891 |ref|NR_026483.1 
HKI 0125 16S ribosomal RNA, partial sequence 3045360 304685 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Ornithinicoccus. 
16S 3094820 3094896 18 93 gi| 219846859 |ref|NR_026451.1 


strain F98.3HR69 


riegelii Bacteria; 
Corynebacteriaceae; Corynebacterium. 
269312 Bacteria_ 


strain DSM 44267 


269312 Bacteria 


ribosomal RNA, partial sequence 


16S 3099402 3099478 18 93 gi 


16S 3120471 3120547 18 93 gi 


16S 3153503 3153579 18 93 gi 


16S 3202328 3202404 18 93 gi 


oc 


oc 


oc 


3093562 30950 
occineae; 
219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_ 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequ 
Actinobacteria; Actinobacteridae; Acti 


ence 


219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 32024 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 


269312 Bacteria_ 
mastitidis strain S-8 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 


269312 Bacteria_ 


strain DSM 11140 


strain DSM 43678 


strain DSM 43764 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


269312 Bacteria_ 
lucentensis strain DSM 44048 16S ribosomal RNA, partial 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; 


269312 Bacteria_ 


strain DSM 40297 


Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_ 


strain DSM 43377 


Actinomycetales; 


269312 Bacteria_ 
strain Z-7491 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 


16S 3206791 3206867 18 93 gi 


16S 3226413 3226489 18 93 gi 


16S 3250634 3250710 18 93 gi 


16S 3253632 3253708 18 93 gi 


16S 3256638 3256714 18 93 gi 


Nocardiopsis. 


16S 3258151 3258227 18 93 gi 


16S 3259663 3259739 18 93 gi 


16S 3261173 3261249 18 93 gi 


Streptosporangineae; Nocardiopsaceae; 
16S 3317386 3317462 17 93 gi 


Spirochaetaceae; 


ne 


oc 


Strept 


Strept 
219846747 
omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 
No 


albirubida strain DSM 40465 16S ribos 
Nocardiopsis dassonvillei subsp. 


219846784 
ce 
al 


32055 
es; 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_ 


osporang 


219846750 


equence 


Actinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
Strept 
219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_ 
dassonvillei subsp. 


osporang 


osporang 


cardiops 


219846709 
3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaeta. 


occineae; 
219846842 


nomycetales; 


Corynebacterineae; 


Micrococcaceae 
ref |NR_026448.1 
44 Arthrobacter 
Micrococcaceae 
NR_026434.1 
119211 312059 
Corynebacte 


ref 


w 


ref|NR_026412.1 


Intrasporangia 


ref |NR_026379.1 


Corynebacte 


ref |NR_026376.1 
25 3207001 Coryne 
Cc 
ref |NR_026362.1 
Intrasporangia 
ref |NR_026346.1 
Streptosp 
ref |NR_026344.1 
26 Actinomadura 
ineae; Thermomon 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
partial sequen 


is. 


Chlamydophila 
5 Chlamydophila 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Marmoricola 

1 Marmoricola 

bacterineae; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Rarobacter 

9 Rarobacter 

ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 


neae; 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 

Corynebacterium 
3 Corynebacterium 
rineae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
occineae; 
219846787 


ceae; Terracoccus. 
Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 
bacterineae; 


riaceae; 
Corynebacterium 
bacterium mastitidis 


orynebacteriaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 
occineae; 
219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_ 


ceae; Janibacter. 
Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
osporangineae; 
219846752 
16S ribosomal RNA, partial sequence 3252379 32538 
Strept 


orangiaceae; Nonomuraea. 
Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


ref|NR_026301.1 


Spirochaeta alkalica 


269312 Bacteria_16S 


strain DSM 44140 


strain DSM 43040 


strain DSM 43039 


3321937 3322013 18 93 gi 


ne 


3331088 3331164 18 93 gi 


3332616 3332692 18 93 gi 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
269312 Bacteria_16S 


omonospori 
219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 
tyrofermentans st 


bacterin 
219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


ref|NR_026297.1| Gordonia hirsuta 
44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 


omonosporineae; Micromonosporaceae; Pilimelia. 
3355416 3355492 18 93 gi|219846680|ref|NR_026272.1| Brachybacterium 
rain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 


tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
269312 Bacteria_16S 3358539 3358615 18 93 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
269312 Bacteria_16S 3360103 3360179 18 93 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
269312 Bacteria_16S 3367760 3367836 18 93 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
269312 Bacteria_16S 3369258 3369334 18 93 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
269312 Bacteria_16S 3370756 3370832 18 93 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
269312 Bacteria_16S 3372253 3372329 18 93 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 
269312 Bacteria_16S 3376819 3376903 9 93 gi|219846666|ref|NR_026258.1| Halanaerobium 
saccharolyticum subsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 
Halanaerobium saccharolyticum subsp. senegalense Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
269312 Bacteria_16S 3378341 3378417 18 93 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 
strain M17C 16S ribosomal RNA, partial sequence 3377063 3378542 Kytococcus sedentarius Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

269312 Bacteria_16S 3381410 3381486 18 93 gi|219846662|ref|NR_026254.1| Gordonia hydrophobica 
strain DSM 44015 16S ribosomal RNA, complete sequence 3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
269312 Bacteria_16S 3397950 3398026 18 93 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

269312 Bacteria_16S 3401012 3401088 18 93 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

269312 Bacteria_16S 3402538 3402614 18 93 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

269312 Bacteria_16S 3404076 3404152 18 93 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

269312 Bacteria_16S 3405606 3405682 18 93 gi| 219846642 |ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

269312 Bacteria_16S 3407133 3407209 18 93 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

269312 Bacteria_16S 3435243 3435319 18 93 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

269312 Bacteria_16S 3450288 3450364 18 93 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 


strain NRRL 2418 


16S ribosomal RNA, complete sequence 


34490 


03 3450520 Streptomyces caelestis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


269312 Bacteria_16S 


strain DSM 20032 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
269312 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


Micrococcaceae; Arthrobacter. 
269312 Bacteria_16S 


strain DSM 20546 


polychromogenes s 
polychromogenes B 


Micrococcaceae; Arthrobacter. 
269312 Bacteria_16S 


strain DSM 20545 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


269312 Bacteria_16S 


crystallopoietes 
crystallopoietes 


Micrococcaceae; Arthrobacter. 
269312 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


269312 Bacteria_16S 


strain DSM 3133 1 


strain DSM 43045 


strain DSM 7485 1 


Actinobacteria; Actinobac 
269312 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
269312 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
269312 Bacteria_16S 


strain DSM 20528 


strain DSM 6736 1 
Firmicutes; Clost 


269312 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


269312 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


269312 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


269312 Bacteria_16S 


3454944 3455020 18 93 gi 
oc 
3459496 3459572 18 93 gi 
ain DSM 20168 16S ribosomal RNA, parti 


teria; Actinobacteria; Actinobacterida 


al 
e; 


3461016 3461092 18 93 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


te 
ae 
3462538 3462614 18 93 gi 
oc 
3464060 3464136 18 93 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


‘ea. 
da 
3465584 3465660 18 93 gi 
oc 
3467106 3467182 18 93 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


se 
Ac 


3468628 3468704 18 93 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


rt 
id 


3471674 3471750 18 93 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


3488393 3488469 18 93 gi 
oc 


3504891 3504967 18 93 gi 
oc 
3514025 3514101 18 


6S ribos 


93 gi 
teridae; Actinomycetales; Micr 
3515549 3515625 18 93 gi 
6S ribos 


oc 


teridae; Actinomycetales; Micr 
3517068 3517144 18 93 gi 
16S ribo 


oc 


teridae; Actinomycetales; Microc 


3518590 3518666 18 93 gi 


oc 


3529316 3529360 49 93 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
3608771 3608847 18 93 gi 
ATCC 9874 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

3623484 3623560 18 93 gi 
ulosis strain 5617 16S ribosomal RNA, 

tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3638819 3638895 18 93 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


pa 


; ob 
s 
id 


’ 


, 


al 
e; 


ae; 


2198465 
omal RNA, partial sequence 3514284 35157 
occineae; 
2198465 
somal RNA, partial sequence 3515805 35172 
occineae 
2198465 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


ae; 


3640371 3640447 18 93 


gi 


Streptomycineae; 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


occineae 
219846603 

sequenc 
Actinomycet 


219846602 
sequenc 
Actino: 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


occineae 
219846600 


seque 
Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


occineae 
219846598 
quence 
tinomyce 


219846597 
ial sequ 


Acti 


219846595 
equence 
Actinomyc 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


occineae 
219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


occineae 
219846567 
omal RNA, partial sequence 3512760 35142 
occineae 


66 


65 


64 


occineae 
219846557 
6S ribosomal RNA, partial sequence 3528019 35294 
ostridiu 
219846500 
uence 

inomycet 


219846490 
rtial se 
Actinobac 
acterium avi 
219846480 
equence 


Acti 


219846479 


ref 


7 Mi 
ref 


ref 
myce 
ref 


7 Mi 
ref 
nce 
omyc 


ref 


Mi 


ence 
nomy' 


ref 
etal 


ref 


; Ce 
ref 


7 Mi 
ref 


7 Mi 
ref 


7 Mi 
ref 


7 Mi 
ref 


7 Mi 
ref 


m. 


ales 
ref 
quen 
teri 
ref 


nomy' 


ref 


e 3458220 3 


e 3459743 3 


79 Arthrobacter 


3470399 3 


33 Rathayibacter 


54 Rathayibacter 


3607525 36089 


3637554 36390 


NR_026199.1 


crococcaceae 
NR_026195.1 
45969 
ales; Microc 
NR_026194.1 
46121 


tales; Micro 


NR_026193.1 


crococcaceae 
NR_026192.1 

346278 
etales; Micr 


NR_026191.1 


crococcacea 


cetales 


NR_026187.1 
47186 
rococ 


es; Mic 


NR_026176.1 


1llulomonadac 
NR_026165.1 


crobacteriac 
NR_026159.1 


crobacteriac 
NR_026158.1 


crobacteriac 
NR_026157.1 


crobacteriac 
NR_026156.1 


crobacteriac 
NR_026149.1 


NR_026092.1 
2 
t 


; Corynebac 


NR_026082.1 
ce 362222 
dae; Actino 
um complex 
NR_026072.1 
5 
xr 


( 


cetales; St 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 


thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


NR_026071.1 
363910 


Streptomycetaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Arthrobacter ramosus 


33 Arthrobacter ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


v 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter 
2 Arthrobacter 


cineae; Micrococcaceae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 

rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Clostridium quinii 


95 Clostridium quinii Bacteria; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 

Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


269312 Bacteria_16S 
strain D6-1 16S r 
Tenericutes; Moll 
269312 Bacteria_16S 
fusiformis strain 
Bacteria; Verruco 
269312 Bacteria_16S 
debontii strain F 
Bacteria; Verruco 
269312 Bacteria_16S 3708676 3708716 17 57 

vanneervenii strain FC2 16S ribosomal RNA, partial 


3701154 3701214 36 95 
ibosomal RNA, partial sequence 


3705639 3705679 17 57 


3707157 3707197 17 57 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 


269312 Bacteria_16S 3710194 3710234 17 57 


dejongeii strain FC1l 16S ribosomal RNA, partial sequenc 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 


269312 Bacteria_16S 3711734 3711778 49 93 
strain Pasteur II 
Firmicutes; Clostridia; 


269312 Bacteria_16S 


Clostridiales; 
3720704 3720748 49 93 
strain 2585 16S ribosomal RNA, complete sequence 
Firmicutes; Clostridia; Clostridiales; 
269312 Bacteria_16S 3731091 3731167 18 
libanotica strain 
libanotica Bacter 
Thermomonosporaceae; 
269312 Bacteria_16S 
subsp. aerata str 
subsp. aerata Bac 
Streptosporangiaceae; Microbispora. 
269312 Bacteria_16S 3736933 3737009 18 
strain IFO 14097 
Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 3738394 3738470 18 93 
strain IFO 14525 
Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 3739859 3739935 18 93 
strain IFO 14345 
Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 3744250 3744326 18 93 
strain IFO 14094 
Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 3748637 3748713 18 93 
strain IFO 14745 
Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 3757752 3757812 36 95 
Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycoplasmataceae; Mycoplasma. 
269312 Bacteria_16S 3769695 3769771 18 93 
michiganensis subspecies tessellarius strain 78181 


93 


Actinocorallia. 


3735475 3735551 18 93 


93 


Actinomycetales; Micrococcineae; Microbacteriaceae; 
269312 Bacteria_16S 3799942 3800002 36 95 
strain PS6 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
269312 Bacteria_16S 3842445 3842529 9 
lacurosei strain H200 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; 
269312 Bacteria_16S 3860533 3860593 36 95 
strain 4229 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
269312 Bacteria_16S 3896048 3896088 17 57 
strain HAR-13 16S ribosomal RNA, complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
269312 Bacteria_16S 3902054 3902130 18 93 
strain IFO 15474 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Herbidospora. 
269312 Bacteria_16S 3920081 3920157 18 
strain ATCC 19812 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 3921662 3921738 18 93 
strain ATCC 25495 16S ribosomal RNA, 


93 


93 


icutes; Mycoplasmataceae; Ureaplasma. 


FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 


I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridiaceae; 
IFO 14095 16S ribosomal RNA, partial 


ia; Actinobacteria; Actinobacteridae; 


ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


icutes; Mycoplasmataceae; Mycoplasma. 


complete seque 


icutes; Mycoplasmataceae; Mycoplasma. 


complete sequence 


complete sequence 


gi| 219846436 
3699882 37013 


219846433 
ce 37043 
robiales; 

219846432 
37058 
robiales; 

219846431 
ence 37073 
robiales; 

219846430 
e 37089 
robiales; 

219846429 
37104 


gi 


gi 


gi 
sequ 


gi 


gi 


cl 
gi|219846422 
3719395 37209 
cl 
219846414 
sequence 
Actinomy 


gi 
ce 


219846411 
quence 
e; Actin 


gi 


gi|219846410 


16S ribosomal RNA, partial sequence 3735706 37371 


Stre 
gi 


ptosporang 
219846409 


16S ribosomal RNA, partial sequence 3737165 37385 


Stre 
gi 


ptosporang 
219846408 


16S ribosomal RNA, partial sequence 3738628 37400 


Stre 
gi 


ptosporang 
219846405 


16S ribosomal RNA, partial sequence 3743020 37444 
osporang 


Stre 
gi 


pt 
219846402 


16S ribosomal RNA, partial sequence 3747408 37488 


Stre 
gi 


ptosporang 
219846394 


3756485 3757942 Mycop 


219846385 
ribosomal 


gi 
16S 


Clavibacter. 
gi| 219846363 
3798661 38001 


219846334 
nce 38411 
Halanaerobiace 
gi|219846322 
3859256 38606 


gi 


gi| 219846298 
3894733 38962 


gi|219846294 


16S ribosomal RNA, partial sequence 3900794 39022 


Streptosporang 
219846281 
39187 
ptomycinea 
219846280 


gi 


Stre 
gi 


ostridiu 


ostridiu 


re 


re 
51 


re 
70 


re 
88 


re 
07 


re 
25 
m. 
re 


m. 
re 


re 


omycet 


re 


re 


re 


re 


re 


re 


re 


re 


re 
23 

ae; 
re 


re 


re 


re 
87 
e; 


Verr 


Verr 


Verr 


Verr 


tale 


lasma alvi Bact 


RNA, 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


ref 
3920367 3921897 Streptomyces sampsonii 


£|NR_026027.1 


£|NR_026024.1 
3705819 Prosth 
ucomicrobiac 
£|NR_026023.1 
3707337 Prosth 
ucomicrobiac 
£|NR_026022.1 
3708856 Prosth 
ucomicrobiac 
£|NR_026021.1 
3710374 Prosth 
ucomicrobiac 
£|NR_026020.1 
3711931 Clostr 


£|NR_026013.1 


£|NR_026005.1 
3729869 373127 
s; Streptosp 


£|NR_026002.1 
3734241 373565 
ales; Strept 


£|NR_026001.1 
e; Streptosp 
£|NR_026000.1 
e; Streptosp 
£|NR_025999.1 
e; Streptosp 
£|NR_025996.1 
e; Streptosp 
£|NR_025993.1 
e; Streptosp 
NR_025985.1 
e 


£ 


£|NR_025976.1 


partial seq 


£|NR_025954.1 


£|NR_025924.1 
3842666 Halana 
Halanaerobiu 


£|NR_025912.1 


£|NR_025888.1 


£|NR_025884.1 


e; Streptosp 
£|NR_025871.1 
3920316 Strept 
Streptomyceta 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 

Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 

Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 

Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 

Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Actinocorallia 
2 Actinocorallia 
orangineae; 


rosea 
rosea 


Microbispora 
5 Microbispora 
osporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Mycoplasma alvi strain 
ria; Tenericutes; 


Clavibacter 
uence 3768438 3769927 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Halanaerobium 
erobium lacurosei 
m. 

Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Herbidospora cretacea 


68 Herbidospora cretacea Bacteria; 
inea 


orangiaceae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 


NR_025870.1 


Streptomyces sampsonii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

269312 Bacteria_16S 4004874 4004958 9 93 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

269312 Bacteria_16S 4012384 4012460 18 93 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
269312 Bacteria_16S 4024491 4024567 18 93 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

269312 Bacteria_16S 4050334 4050410 18 93 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
269312 Bacteria_16S 4051758 4051834 18 93 gi| 219846186 |ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

269312 Bacteria_16S 4054725 4054801 18 93 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
269312 Bacteria_16S 4059254 4059330 18 93 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

269312 Bacteria_16S 4062232 4062308 18 93 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 


strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 40 


Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 4077407 4077451 49 93 
strain 50-1 BON 1 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 
Mahella. 

269312 Bacteria_16S 4110580 4110656 18 93 gi| 219846145 |ref|NR_025735.1 
strain HD9 16S ribosomal RNA, partial sequence 4109294 41108 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
269312 Bacteria_16S 4112146 4112222 18 93 gi|219846144|ref|NR_025734.1 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 41123 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
269312 Bacteria_16S 4127348 4127424 18 93 gi|219846132|ref|NR_025722.1 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
269312 Bacteria_16S 4205362 4205438 18 93 gi|219846072|ref|NR_025662.1 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 420556 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptom 
Streptomycetaceae; Streptomyces. 

269312 Bacteria_16S 4217579 4217655 18 93 gi| 219846063 |ref|NR_025653.1 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 421777 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

269312 Bacteria_16S 4219062 4219138 18 93 gi|219846062|ref|NR_025652.1 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 421929 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Thermomonosporaceae; Actinomadura. 

269312 Bacteria_16S 4237214 4237298 9 92 gi|219846044|ref|NR_025634.1 
strain BA160 16S ribosomal RNA, partial sequence 4235935 42373 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 
269312 Bacteria_16S 4244738 4244814 18 93 gi|219722939|ref|NR_024571.1 


strain C3H-21 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


269312 Bacteria_16S 
strain V 5-2 16S 
Firmicutes; Clost 


154496 154539 50 93 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


Streptosporangineae; Nocardiop 
gi|219846168|ref|NR_025758.1 
776 


6S ribosomal RNA, partial sequence 4076074 40 


624 


4243475 42448 


gi 


ococcineae 
265678960 


153188 15467 


Clostridiaceae; 


Oxobacter. 


269312 Bacteria_16S 181880 181923 50 93 gi| 265678942 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 18057 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
269312 Bacteria_16S 374885 374960 18 93 gi| 265678805 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Kitasatospora. 

269312 Bacteria_16S 418103 418146 52 95 gi| 265678776 


formicigenes strain DV1184 16S ribosomal RNA, partial sequence 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 


; De 


ref 


ref 


Clos 
ref 


etal 


ref 


36 Nocardiopsis 


4 182073 Clost 


373661 37505 
Streptomycineae; 


rmabacterace 
NR_029268.1 


NR_029250.1 
xr 
tridium. 
NR_029110.1 
0 


es; 


salina Bacteria; 


saceae; Nocardiopsis. 
Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 
ycineae; 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Actinomadura 
1 Actinomadura 


sporangineae; 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium 
idium proteolyticum 


Kitasatospora 
Kitasatospora 


NR_029081.1 


Tepidibacter 


416856 418235 Tepidibacter 


269312 Bacteria_16S 
ain F18-98 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 


269312 Bacteria_16S 


strain 3wWC2 16S r 
Firmicutes; Clost 


269312 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


269312 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


269312 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


strain D2-18 16S 
Firmicutes; Clost 


269312 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


269312 Bacteria_16S 
-54A 16S ribosomal RNA, partial sequence 14484 
acteria; Actinobacteridae; Actinomycetales; 


aerolata strain V 
Bacteria; Actinob 
Promicromonospora 


269312 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 


269312 Bacteria_16S 


paranensis strain 
paranensis Bacter 
Streptomycetaceae 


269312 Bacteria_16S 


terrestris strain 
terrestris Bacter 
Streptomycetaceae 


269312 Bacteria_16S 


gansuensis strain 
gansuensis Bacter 
Streptomycetaceae 


269312 Bacteria_16S 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


aquimarinus Bacte 
Algoriphagus. 


269312 Bacteria_16S 


californiensis st 


californiensis Bacteria; 
269312 Bacteria_16S 


berrensis strain 
Bacteria; 


strain IFO 16295 


Firmicutes; 
269312 Bacteria_16S 


436626 436701 18 
; Kitasatospora. 
590651 590694 50 


ridia; Clostridiales; 
664979 665054 20 
ria; Firmicutes; 


969260 969335 18 


; Kitasatospora. 
1050413 1050460 9 


1104435 1104510 20 


ribosomal RNA, partial sequence 
Clostridiales Family XIII. 


ridia; Clostridiales; 


1248229 1248308 17 
1448221 1448296 20 
tes; Clostridia; 
1449712 1449799 9 
1464691 1464766 20 


ridia; Clostridiales; 


1556823 1556898 18 


; Kitasatospora. 
1558317 1558392 18 


; Kitasatospora. 
1559811 1559886 18 


; Kitasatospora. 
1620609 1620684 18 


ria; Bacteroidetes; 
2238321 2238380 36 


Firmicutes; 
2508310 2508369 36 


Clostridia; 
2771316 2771363 9 


cineracea strain 


Streptomycetaceae 


269312 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; 


269312 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; 


Clostridia; 


Clostridia; 


2843833 2843908 18 
; Kitasatospora. 
2888760 2888803 50 


Clostridiales; 
2890285 2890328 50 


Clostridiales; 


269312 Bacteria_16S 
strain Z-7934 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


3102344 3102403 36 


Clostridiales; 


Clostridia; 


93 


93 


ibosomal RNA, partial sequence 


95 


93 


56 


95 


95 


95 


95 


95 


ibosomal RNA, partial sequence 


93 


93 


93 


92 


95 


Clostridia; 


95 


56 


93 


complete sequence 


93 


93 


95 


gi 


gi 
58 


Clostridiaceae; 


gi 


n NorPut 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


rain YC75 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


gi 


rain 17S 16S ribosomal RNA, partial sequence 
cteria; Aquificae; Aquificales; Desulfurobacteri 
269312 Bacteria_16S 


gi 
11 


gi 


ain AlHsp 16S ribosomal RNA, partial sequence 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; 
269312 Bacteria_16S 
P9a-h 16S ribosomal RNA, partial sequence 14469 
Clostridiales; 


gi 


Clostridiales Family 


gi 


gi 


1463419 14648 
Clostridiales Family XIII. 


gi 


HKI 0190 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


gi 


HKI 0186 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


gi 


HKI 0314 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


gi 


gi 


rain APO 16S ribosomal RNA, partial sequence 
Clostridiales; C 


gi 


CTT3 16S ribosomal RNA, partial sequence 


Clostridiales; Clostridiaceae; 


gi 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
269312 Bacteria_16S 
SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


gi 


6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


gi 


6S ribosomal RNA, partial sequence 2888980 28904 
Eubacteriaceae; 


gi 


Sphingobact 


265678764 
sequence 


265678659 


9361 59079 


265678606 


265678398 


265678345 


265678306 


03152 11046 


219857449 


224581422 


224581421 


Micr 


224581410 


219846194 
Actinomyce 
219846193 


Actinomyce 


219846192 
Actinomyce 
219878463 
219857574 
219857372 
25070 


219857137 


219856895 


219856864 


219856863 


e; Actinomycetales; 


Actinomycetales; 


ref|NR_029069.1 
435340 436871 


ref 


NR_028964.1 


ref|NR_028911.1 
663698 665185 


Clostridiales Family 


ref |NR_028700.1 
967981 969477 


XIII. 


ref|NR_027202.1 
60 1449852 Promic 
ococcineae; 


ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 
ref|NR_025784.1 

1555586 155703 
tales; Streptomy 


ref|NR_025783.1 
1557082 155852 
tales; 


ref |NR_025782.1 
1558576 156000 
tales; Streptomy 


ref |NR_025602.1 
1619338 162081 
eriales; Cycloba 


ref |NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref |NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024765.1 


eae; Nocardiacea 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


ref|NR_024683.1 


ref|NR_024682.1 


219846854 


Kitasatospora 
Kitasatospora 


Streptomycineae; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 
Clostridium. 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Kitasatospora 
Kitasatospora 


Streptomycineae; 


ref|NR_028647.1| Balnearium 
1049100 1050580 Balnearium 
aceae; Balnearium. 
ref |NR_028608.1| Mogibacterium pumilum 
21 Mogibacterium pumilum Bacteria; 
Incertae Sedis; Mogibacterium. 
ref |NR_025037.1| Neochlamydia 
1246931 1248459 Neochlamydia 
Neochlamydia. 
ref|NR_027203.1| Mogibacterium 


32 1448409 Mogibacterium neglectum 
Incertae Sedis; 


Promicromonospora 
romonospora aerolata 


Promicromonosporaceae Hi 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Tindallia 

3 Tindallia 
indallia. 
Thermohalobacter 
halobacter berrensis 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Kitasatospora 
5 Kitasatospora 
ineae; 


Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 
Eubacterium. 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 
Eubacterium. 


ref|NR_026446.1 


Tindallia magadiensis 


3101054 3102535 Tindallia magadiensis Bacteria; 


Clostridiaceae; 


Tindallia. 


269312 Bacteria_16S 


proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; 


269312 Bacteria_16S 


strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 34520 
Thermotogaceae; 


Thermotogae; 
269312 Bacteria_16S 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; 


Thermotogales; 


3366325 3366368 49 


3451850 3451905 11 


3641934 3642009 18 


Streptomycetaceae; Kitasatospora. 


269312 Bacteria_16S 


mediocidica strain IFO 14789 16S ribosomal RNA, partial 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 


3643466 3643541 18 


Streptomycetaceae; Kitasatospora. 


269312 Bacteria_16S 
strain OS-3256 16 


269312 Bacteria_16S 


mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 
mannitolivorans Bacteria; 


Algoriphagus. 
269312 Bacteria_16S 
strain AS130 16S 


269312 Bacteria_16S 
psychraerophilum 
psychraerophilum 
Bifidobacterium. 
269312 Bacteria_16S 


ruestringensis strain Bl 16S ribosomal RNA, partial sequence 
ruestringensis Bacteria; 


269312 Bacteria_16S 


strain II-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
269312 Bacteria_16S 
hydrogenoformans 
hydrogenoformans 


Bacteria; 


3644998 3645073 18 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4100044 4100119 18 
Bacteroidetes; 


355511 355585 19 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


442797 442871 20 


strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


864982 865032 9 


Bacteroidetes; 
979892 979934 17 


995449 995535 9 


strain glu 65 16S ribosomal RNA, partial sequence 994185 99565 
Clostridia; 


Firmicutes; 


Sedis; Acidaminobacter. 


269312 Bacteria_16S 


strain IC166 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; 
269312 Bacteria_16S 


vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 
vladivostokensis Bacteria; 


vitellibacter. 
269312 Bacteria_16S 


DSM 20544 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
269312 Bacteria_16S 
hafniense strain 
DCB-2 Bacteria; 
269312 Bacteria_16S 
afermentans subsp. 


Actinomycetales; 
269312 Bacteria_16S 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 15420 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Flavobacteria; 


Firmicutes; 


1028899 1028949 9 


1072931 1072981 9 
Bacteroidetes; 
1165032 1165082 9 


Clostridia; 
1341992 1342066 19 


DCB-2 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
1501031 1501089 1 


afermentans strain CIP 103499 16S ribosomal RNA, 
Corynebacterium afermentans subsp. 
Corynebacterineae; Corynebacteriaceae; 


1541803 1541853 9 


Actinosynnemataceae; Actinokineospora. 


269312 Bacteria_16S 


strain KMM 426 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; 
269312 Bacteria_16S 


strain R5292 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


269312 Bacteria_16S 


strain HS-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; 


269312 Bacteria_16S 


strain CCUG 41709 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


269312 Bacteria_16S 


Flavobacteria; 


1544921 1544971 9 


1683023 1683073 9 


1706047 1706105 36 


1908147 1908197 9 


1932645 1932695 9 


Flavobacteria; 


Sphingobacteriales; 


59 gi| 228720667 |ref|NR_027596.1 
1163739 11652 
Clostridiales; Veillonellaceae; Mitsuokella. 
93 gi|228721140|ref|NR_027603.1 


92 219846673|ref 


gi NR_026265.1 
Clostridiaceae; 
ref|NR_026201.1 


89 Thermotoga el 


66 gi|219846609 
Thermotoga. 


93 gi|219846478|ref|NR_026070.1 


Actinomycetales; 


93 gi| 219846477 |ref|NR_026069.1 
sequence 3642181 36436 
Actinomycetales; 
93 gi|219846476 

3643713 36451 
Streptomycineae; 

gi| 219846153 |ref|NR_025743.1 


4098796 41001 


ref |NR_026068.1 


92 


Sphingobacteria; Sphingobacteriales; Cyc 

93 gi|265678820|ref|NR_029125.1 
354284 35569 

Rhodoplanes. 

93 gi|265678760|ref|NR_029065.1 


sequence 441527 44295 
Bifidobacteriales; 
59 gi| 265678469 |ref|NR_028772.1 
863710 86513 
Flavobacteriales; 
gi| 265678391 |ref|NR_028693.1 
978631 980048 Lewinella coh 
Saprospiraceae; Lewinella. 


gi| 265678381 |ref|NR_028683.1 


59 


95 


Clostridiales; Clostridiales 


59 gi|265678359|ref|NR_028661.1 
1027642 1029054 Cellulophaga 
Flavobacteriaceae; Cellulophaga. 
gi|265678329|ref|NR_028631.1 
10716 


59 


Flavobacteria; Flavobacteriales; 


1340674 1342203 Desul 
Peptococcaceae; 


59 219846622|ref|NR_026214.1 


gi 


afermentans Bacteria; Actinobacteria; 
Corynebacterium. 
59 gi| 219857375 |ref|NR_024963.1 


Actinomycetales; 
59 gi|219857262|ref|NR_024893.1 
1543657 1545100 Arenibacter 1 
Flavobacteriaceae; Arenibacter. 
gi|219878420|ref|NR_025559.1 
1681727 1683234 Actinomyces o 


59 


93 gi|219878404 


1704738 17061 


ref|NR_025543.1 
97 Thermoleophil 


336503 


3640656 364213 
Streptomycineae; 


6 
Streptomycineae; 


93 Kitasatospora 
Streptomycetaceae; Kitasatospora. 


7 


4 
Bifidobacteriaceae; 


5 
Flavobacteriaceae; Muricauda. 


2 
Family XII. 


8 
Flavobacteriaceae; 


complete sequence 


4 
Pseudonocardineae; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Thermotoga elfii 
fii Bacteria; 


Kitasatospora 


0 Kitasatospora 


Kitasatospora 
2 Kitasatospora 


Kitasatospora azatica 
azatica Bacteria; 
Algoriphagus 
1 Algoriphagus 


lobacteriaceae; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Bifidobacterium 
Bifidobacterium 


Muricauda 
Muricauda 


Lewinella cohaerens 
aerens Bacteria; 


Acidaminobacter 
Acidaminobacter 


Incertae 


Cellulophaga algicola 
algicola Bacteria; 


Vitellibacter 
7 1073086 Vitellibacter 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Desulfitobacterium 


fitobacterium hafniense 
Desulfitobacterium. 


Corynebacterium 
1499786 1501111 
Actinobacteridae; 


Actinokineospora 
4 Actinokineospora 
Arenibacter latericius 


atericius Bacteria; 


Actinomyces oricola 
ricola Bacteria; 


Actinomycetaceae; Actinomyces. 


Thermoleophilum album 
um album Bacteria; 


Thermoleophilum. 
59 gi| 219878258 |ref|NR_025397.1| Actinomyces catuli 
1906868 1908267 Actinomyces catuli Bacteria; 


59 gi|219878240|ref|NR_025379.1 


Actinomycetaceae; Actinomyces. 


Actinomyces 


radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 


radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


269312 Bacteria_16S 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


269312 Bacteria_16S 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


269312 Bacteria_16S 
Z-7981 16S ribosomal RNA, partial sequ 
Clostridiales; 


sibiricum strain 
Bacteria; Firmicu 


269312 Bacteria_16S 


galactanivorans s 
galactanivorans B 


269312 Bacteria_16S 


strain KMM 3677 
Bacteroidetes; 
269312 Bacteria 
strain KMM 3676 
Bacteroidetes; 
269312 Bacteria 
strain KMM 3526 
Bacteroidetes; 
269312 Bacteria 
strain KMM 3664 
Bacteroidetes; 


Fl 


FL 


Fl 


FL 


269312 Bacteria_16S 
n KMM 3674 16S ribosomal RNA, partial 
Flavobacteria; 


troitsensis strai 
troitsensis Bacte 


269312 Bacteria_16S 
SM 4136 16S ribosomal RNA, partial seque 
Verrucomicrobia; Verrucomicrobiae; Ver 


spinosum strain D 


spinosum Bacteria; 


Verrucomicrobium. 


269312 Bacteria_16S 


strain NCTC 10951 


strain 234/92 16S 
Actinobacteria; A 


269312 Bacteria_16S 
SEBR 4224 16S ribosomal RNA, partial 
Clostridia; 


congolense strain 
congolense Bacter 


269312 Bacteria_16S 
train Co23 16S ribosomal RNA, partial 
Clostridia; 


chlororespirans s 
chlororespirans B 


269312 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


269312 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


269312 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


269312 Bacteria_16S 
ain KMM 3903 16S ribosomal RNA, partia 


sedimenticola str 
sedimenticola Bac 


269312 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


269312 Bacteria_16S 


strain Y12-2 16S 
Bacteroidetes; Fl 


269312 Bacteria_16S 


strain Y10-2 16S 
Bacteroidetes; Fl 


16S 
6S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriales; 
16S 
6S ribosomal RNA, partial sequence 2686201 26 
Flavobacteriales; 
16S 
6S ribosomal RNA, partial sequence 2710175 27 
Flavobacteriales; 


Actinomyces. 
1955380 1955430 9 


Actinomyces. 
1981173 1981250 18 


Arcanobacterium. 

2105118 2105164 49 
tes; Clostridia; 
2393169 2393219 9 


train Dsij 16S ribosomal RNA, partial 


acteria; Bacteroidetes; 


2684558 2684608 9 


59 219878225 
al sequenc 


, 


gi 


93 219878208 
al sequenc 


bacteridae 


gi 


95 219878117 
ence 21038 
idiaceae; 
219857465 
sequence 
Flavobact 


219857200 


gi 


Clostr 
59 gi 
Flavobacteria; 

59 gi 


6S ribosomal RNA, partial sequence 2683309 26847 


avobacteria; 
2686000 2686050 9 


avobacteria; 
2687469 2687519 9 


avobacteria; 
2711399 2711449 9 


avobacteria; 
2738610 2738660 9 


ria; Bacteroidetes; 


3364767 3364809 15 


3413275 3413325 9 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
269312 Bacteria_16S 


3572114 35721721 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


ctinobacteridae; 
3677039 3677089 9 
ia; Firmicutes; 

3686115 3686189 19 


acteria; Firmicutes; 
4088204 4088254 9 


Flavobacteriales; 


cteriaceae 
219857199 
861 
cteriaceae 
219857198 
876 


Flavoba 
59 gi 
Flavoba 
59 gi 
cteriac 
219857181 
115 


Flavoba 
59 gi 
cteriac 
219857162 
sequence 
Flavobacteria 
gi|219846674 
nce 
rucomicr 


Flavoba 
gi 


59 


57 


59 219846636 
34120 
nomycineae 
gi| 219846528 
3570843 35723 
Turicella. 
gi| 219846453 
sequence 
iales; Hal 
219846447 
sequence 
ridiales; 
219846161 


gi 


59 


59 


Halanaerob 
93 gi 


Clost 


59 gi 


6S ribosomal RNA, partial sequence 4086933 40883 


avobacteria; 
4089695 4089745 9 


Flavobacteriales; 


cteriaceae 
219846160 


Flavoba 


59 gi 


6S ribosomal RNA, partial sequence 4088431 40898 


avobacteria; 
4091184 4091234 9 


Flavobacteriales; 


cteriaceae 
219846159 


Flavoba 


59 gi 


6S ribosomal RNA, partial sequence 4089922 40913 


avobacteria; 
4092680 4092730 9 


teria; Bacteroidetes; 
4094161 4094211 9 


Flavobacteriales; 


6S ribosomal RNA, partial sequence 4092900 40943 


avobacteria; 
4226697 4226747 9 


ribosomal RNA, partial sequence 


avobacteria; 
4228169 4228219 9 


ribosomal RNA, partial sequence 
Flavobacteriales; 


avobacteria; 


269312 Bacteria_16S 
strain SW49 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; Fl 


4229641 4229691 9 


avobacteria; 


Flavobacteriales; 


Flavobacteriales; 


Flavobacteriaceae 

59 gi| 219846158 
1 sequence 
Flavobacteria; Flavobacter 
59 gi| 219846157 
Flavobacteriaceae 

59 gi|219846051 
4225434 42268 
Flavobacteriaceae 

59 gi| 219846050 
4226906 42283 


ct 
219846049 


Flavoba 
gi 


59 


eae; 


eae; 


eriaceae; 


ref 


ref 


’ 


Ac 
ref 


Anox 
ref 


eria 
ref 


7 ZO 
ref 
7 ZO 
ref 


7 ZO 
ref 


7 Ce 
ref 


les; 
ref 


obia 
ref 


¢ Ac 
ref 


ref 


anae 
ref 


Pept 
ref 


7 Ma 
ref 
7 Ma 
ref 
; Ma 
ref 


iale 
ref 
, Ar 
ref 


; Ae 
ref 


; Ae 
ref 


e 1954098 19555 
Actinomyceta 


e 1979903 19813 


27 2105235 Anoxy 


2391886 23933 


47 Cellulophaga 


2737379 27387 


3363492 33649 


06 3413422 Actin 


3675717 36772 


3684807 36863 


4091411 40928 


NR_025364.1 
2 
les; 


NR_025347.1 
8 
tinomycetale 
NR_025256.1 
n 
ynatronum. 
NR_025053.1 
6 
les; Flavoba 
NR_024828.1 


bellia. 
NR_024827.1 


bellia. 
NR_024826.1 


bellia. 
NR_024809.1 


llulophaga. 
NR_024790.1 
5 
Flavobacter 
NR_026266.1 
8 
les; Verruco 
NR_026228.1 
° 
tinomycetace 
NR_026120.1 


NR_026044.1 
4 
robiaceae; H 
NR_026038.1 
1 
ococcaceae; 
NR_025751.1 


ribacter. 
NR_025750.1 


ribacter. 
NR_025749.1 


ribacter. 
NR_025748.1 
4 
s; Flavobact 
NR_025747.1 


enibacter. 
NR_025641.1 


quorivita. 
NR_025640.1 


quorivita. 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Anoxynatronum 
atronum sibiricum 


Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Cellulophaga pacifica 


pacifica Bacteria; 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Turicella otitidis 


03 Turicella otitidis Bacteria; 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


NR_025639.1 


Aequorivita antarctica 


4228378 4229799 Aequorivita antarctica Bacteria; 
Flavobacteriaceae; Aequorivita. 


269312 Bacteria_16S 


strain HKI0088 16 


66429 66470 18 59 gi|265679020|ref|NR_029328.1 

S ribosomal RNA, partial sequence 65168 66643 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
149787 149864 19 95 gi| 265678963 |ref|NR_029271.1 


269312 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


269312 Bacteria_16S 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


269312 Bacteria_16S 


strain R9242 16S 


269312 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


404065 404106 18 59 gi|265678786|ref|NR_029091.1 
YIM 001 16S ribosomal RNA, partial sequence 402781 404300 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
; Streptomyces. 
569671 569712 18 59 gi|265678673|ref|NR_028978.1 
ribosomal RNA, partial sequence 568394 569881 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
669494 669535 18 59 gi| 265678603 |ref|NR_028908.1 
ain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 


269312 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


269312 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


269312 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


269312 Bacteria_16S 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


269312 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


269312 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


269312 Bacteria_16S 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


269312 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


269312 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


269312 Bacteria_16S 


strain R2014 16S 
Actinobacteria; A 


269312 Bacteria_16S 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


269312 Bacteria_16S 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


269312 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


269312 Bacteria_16S 


strain Al-3 16S r 
Actinobacteria; A 


269312 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


bosomal RNA, partial sequence 


Arcanobacterium. 

693850 693883 34 67 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
817888 817951 9 71 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
855702 855743 18 59 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

876904 876977 21 93 gi 
n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


ne 


da 


nc 
al 


1137754 1137795 18 

mal RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
1290254 1290311 36 93 gi 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1334426 1334467 18 59 


59 gi 


Cori 

gi 
acteria; Actinobacteridae; Actinomycetal 
1458589 1458630 18 59 gi 


LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


1476738 1476814 18 93 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium comp 
1669378 1669419 18 59 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1849031 1849072 18 59 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1901052 1901093 18 59 gi 
DSM 12362 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

e; Ornithinimicrobium. 

2559379 2559464 9 94 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2748817 2748858 18 59 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3034434 3034507 20 93 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 


2 
1 
7 


no: 


1 


se 
Ac 


gi 


Eu 


oc 


eq 
id 


269312 Bacteria_16S 


3079752 3079801 9 58 gi 


148511 15001 


265678587 
692571 69404 
nctomyceta 
265678501 
81658 
bacteroida 
265678475 
equence 
Actin 


e 


e; 


265678461 
87568 
Stre 


e 
es; 


253680765 
1136447 1137959 Leifs 
obacteriac 
219846501 
complete sequence 1289055 12904 
obacterine 
228721490 
6S ribosomal RNA, partial sequence 1333148 13346 
Micr 


es; 


224581414 
al sequenc 
Actinomyce 


19878445 
sequence 
Actinomy 
lex (MAC 
219878429 
1668114 16695 
mycineae; 
219878303 
sequence 
Actinomyc 


219878263 


quence 


219857338 
2558106 25596 
bacterium. 
219857155 
2747544 27488 
occineae 
219846900 


uence 
iales; 


219846869 


tinomyce 


ref|NR_028892.1 


ceae; Isosphaera 
ref|NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 


ref |NR_028764.1 
6 877087 Strept 
ptomycineae; Str 


ref 
onia 
eae; 

ref 


NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_026093.1 


ae; Coriobacteri 
ref|NR_027613.1 
32 Beutenbergia 
ococcineae; Beut 
ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref|NR_025584.1 
1475465 147693 
cetales; Coryneb 
). 
ref|NR_025568.1 
; Actinomycetace 
ref |NR_025442.1 
1847763 184924 
etales; Actinomy 


ref |NR_025402.1 
1899804 190110 
tales; Micrococc 


ref|NR_024926.1 


ref |NR_024783.1 


; Micrococcaceae 
ref |NR_026492.1 
3033166 303464 


Clostridiaceae; C 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Streptomyces 
Streptomyces 
cineae; 


Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 
Arcanobacterium 
Arcanobacterium 
mycineae; 


Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Propionibacterium 

Propionibacterium 
ionibacterineae; 


Streptomyces 
omyces scopiformis 


eptomycetaceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Mycobacterium avium 
6 Mycobacterium avium 


acterineae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 

Arcanobacterium 
8 Arcanobacterium 
cineae; 


Ornithinimicrobium 
9 Ornithinimicrobium 


ineae; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Arthrobacter russicus 


84 Arthrobacter russicus Bacteria; 


; Arthrobacter. 
Clostridium 
4 Clostridium 


lostridium. 


ref|NR_026461.1 


Desulfurella 


multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 


269312 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


269312 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


269312 Bacteria_16S 


strain 1A-C 16S r 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


269312 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


269312 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


269312 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


269312 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


269312 Bacteria_16S 


succinivorans str 
succinivorans Bac 


269312 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


269312 Bacteria_16S 


ferralitis strain 
ferralitis Bacter 
Streptomycetaceae 


269312 Bacteria_16S 


flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 


269312 Bacteria_16S 
6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
269312 Bacteria_16S 


strain HKI 0119 1 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 


269312 Bacteria_16S 


3081328 3081377 9 58 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3082904 3082953 9 58 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


ce 
el 


eq 
er. 


3311348 3311389 18 59 
ibosomal RNA, partial sequence 


gi 


oc 
3416214 3416255 18 59 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 
3417698 3417739 18 59 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3431064 3431105 18 59 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3501952 3501996 49 


ti 
ae 


s 
A 


93 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
3588825 3588874 9 58 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
70927 71011 9 93 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
224963 225047 9 93 gi 


nc 
el 


qu 
di 


teria; Actinobacteria; Actinobacterida 
Streptomyces. 
1086274 1086350 18 


, 


93 gi 


219846868 


30800 
lales; D 


219846867 


uence 
ia; Desu 


219846713 
3310081 33114 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


269312 Bacteria_16S 219846634 


34149 


es; Micr 


219846633 


al seque 
Actino: 


, 


219846624 


equence 
ctinomyc 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 


ostridiu 


219846517 


e 35875 
lales; D 


265679017 


ence 
ales; Ve 


265678913 
16S ribosomal RNA, partial sequence 223682 22507 


ridia; Clostridiales; Peptococcaceae; Peptococcu 
410222 410298 18 93 gi| 265678782 

SFOp68 16S ribosomal RNA, partial sequence 

ia; Actinobacteria; Actinobacteridae; Actinomyce 

; Streptomyces. 

554393 554469 18 93 gi| 265678683 
in CBS 101.34 16S ribosomal RNA, partial sequenc 
eria; Actinobacteria; Actinobacteridae; Actinomy 
; Streptomyces. 

637727 637803 18 93 gi| 265678626 


ococcineae; 
787216 787292 18 93 gi| 265678521 
ain YIM6 16S ribosomal RNA, partial sequence 


e; Actinomycet 


265678319 


strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
269312 Bacteria_16S 1192239 1192299 36 95 gi| 228715750 


strain EX-H1 16S 


ribosomal RNA, partial sequence 


1190944 11924 


Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 
269312 Bacteria_16S 1242248 1242308 36 95 gi| 219878120 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenotherma 
269312 Bacteria_16S 1345127 1345203 18 93 gi| 228721038 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 13438 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Geodermatophilus. 

269312 Bacteria_16S 1367691 136773117 57 gi| 228718799 


strain E58 16S ri 


strain LB37 16S r 
Fusobacteria; Fus 


269312 Bacteria_16S 


bosomal RNA, complete sequence 


1567222 1567298 20 95 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1591655 1591731 18 93 


gi 


Leptotri 


gi 


1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
269312 Bacteria_16S 219846058 


1565947 15674 


chia. 


219878484 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 


tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 
ref|NR_026305.1 
; Bogoriellaceae 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref 
nce 
myce 


NR_026225.1 
341641 


tales; Actin 


ref|NR_026216.1 

3429781 343112 
etales; Coryneba 
ref |NR_026167.1 
m. 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_029325.1 

69637 71125 
illonellaceae; S 
ref|NR_029221.1 


Ss. 
ref|NR_029087.1 

408966 410455 
tales; Streptomy 


ref |NR_028988.1 
e 553128 554608 
cetales; Strepto 
ref|NR_028931.1 


; In 
ref 


trasporangia 
NR_028825.1 
785920 787418 
ales; Strept 


ref|NR_028621.1 
81 Streptomyces 
e; Streptomyceta 
ref |NR_027538.1 
06 Persephonella 


ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


v 


ref|NR_027576.1 
26 Chlamydophila 


ref |NR_025648.1 
31 Leptotrichia 


ref|NR_025623.1 
1590391 159188 
Strepto 


Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 
occineae; 


; Georgenia. 
Cellulomonas humilata 

omonas humilata 

ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Corynebacterium 
4 Corynebacterium 


cterineae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Schwartzia 
Schwartzia 
chwartzia. 
Peptococcus niger 


4 Peptococcus niger Bacteria; 


Streptomyces 
Streptomyces 
cineae; 


Streptomyces 
Streptomyces 


mycineae; 


Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Streptomyces 
Streptomyces 

omycineae; 


Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Persephonella marina 
marina EX-H1 Bacteria; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Leptotrichia shahii 


shahii Bacteria; 


Streptomyces 
8 Streptomyces 
mycineae; 


269312 Bacteria_16S 1716650 1716726 18 93 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

269312 Bacteria_16S 1775767 1775843 18 93 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

269312 Bacteria_16S 1789300 1789376 18 93 gi| 219878343 |ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

269312 Bacteria_16S 1799993 1800069 18 93 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

269312 Bacteria_16S 1935607 1935666 36 95 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
strain CHO0O1A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

269312 Bacteria_16S 1958344 1958420 18 93 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
269312 Bacteria_16S 2056188 2056264 18 93 gi| 219878154 |ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

269312 Bacteria_16S 2077520 2077596 18 93 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

269312 Bacteria_16S 2232202 2232262 36 95 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

269312 Bacteria_16S 2248907 2248983 18 93 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

269312 Bacteria_16S 2258095 2258171 18 93 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

269312 Bacteria_16S 2553131 2553207 18 93 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

269312 Bacteria_16S 2554692 2554768 18 93 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

269312 Bacteria_16S 2728137 2728197 36 95 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

269312 Bacteria_16S 2772872 2772948 18 93 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

269312 Bacteria_16S 2774407 2774483 18 93 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
269312 Bacteria_16S 2775945 2776021 18 93 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
269312 Bacteria_16S 2831664 2831740 18 93 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

269312 Bacteria_16S 2833202 2833278 18 93 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
269312 Bacteria_16S 2902344 2902420 18 93 gi|219856855|ref|NR_024674.1| Leucobacter albus 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
269312 Bacteria_16S 2979775 2979851 18 93 gi|219846937|ref|NR_026529.1| Streptomyces 


thermolineatus strain A1484 16S ribosomal RNA, partial sequence 


2978510 2979990 Streptomyces 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


, 


Strep 


269312 Bacteria_16S 3011661 3011737 18 93 gi|219846916|ref|NR_026508.1 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 301189 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Franki 
Geodermatophilaceae; Modestobacter. 

269312 Bacteria_16S 3105366 3105442 18 93 gi|219846852|ref|NR_026444.1 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Strept 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
269312 Bacteria_16S 3133845 3133921 18 93 gi|219846833|ref|NR_026425.1 


strain HK1 0089 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


269312 Bacteria_16S 


strain DSM 7083 1 


3356975 3357051 18 93 


gi 


6S ribosomal RNA, partial sequence 3132587 31340 


oc 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 


; De 
ref 


occineae rmacoccaceae 


NR_026271.1 


tomycineae; 


Modestobacter 
4 Modestobacter 
neae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 

Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 

269312 Bacteria_16S 3399477 3399553 18 93 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

269312 Bacteria_16S 3448721 3448797 18 93 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

269312 Bacteria_16S 3453418 3453494 18 93 gi|219846608|ref|NR_026200.1| Micrococcus lylae 


strain DSM 20315 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


269312 Bacteria_1 


strain DSM 20550 


6S 3456473 3456549 18 93 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


269312 Bacteria_1 


strain DSM 20133 


6S 3470154 3470230 18 93 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


269312 Bacteria_1 


strain DSM 40089 


Actinobacteria; Actinobacteridae; Actinomycetales; 
269312 Bacteria_16S 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


269312 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


269312 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


269312 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


269312 Bacteria_16S 
es strain ATCC 12309 16S ribosomal RNA, 


diastatochromogen 
diastatochromogen 
Streptomycetaceae 


269312 Bacteria_16S 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


269312 Bacteria_16S 


strain RL-34 16S 
Actinobacteria; A 


269312 Bacteria_16S 


olivochromogenes 
olivochromogenes 
Streptomycetaceae 


269312 Bacteria_16S 


strain B7319 16S 
Actinobacteria; A 


269312 Bacteria_16S 


6S 3485267 3485343 18 93 


gi 


Stre 
3486834 3486910 18 93 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3840906 3840982 18 93 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


’ 


3923243 3923319 18 93 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3924824 3924900 18 93 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
3926405 3926481 18 


’ 


v 


93 gi 


16S ribosomal RNA, partial sequence 3452140 34536 


oc 


oc 


oc 


pt 


s 


ce 
al 


te 


le 
e; 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 


219846585 
Actinomyc 


219846335 


219846279 


Actinomyc 


219846278 


219846277 


occineae; Micrococcacea 
ref|NR_026198.1 
68 Arthrobacter 
occineae; Micrococcaceae 
ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 


etales; 


occineae 


omycinea 


equence 


ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


38396 
es; Fran 
ref|NR_025869.1 
e 3921948 392347 
etales; Strepto 


sequenc 


ref 
te sequence 
Actinomycet 


NR_025868.1 

392352 
ales; Strept 
ref 
seq 


NR_025867.1 


complete uence 392511 


es Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
; Streptomyces. 

3927985 3928061 18 93 gi|219846276|ref|NR_025866.1 
in RL-110 16S ribosomal RNA, complete sequence 3926691 392822 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
; Streptomyces. 

3929566 3929642 18 93 gi|219846275|ref|NR_025865.1 
ribosomal RNA, complete sequence 3928271 3929800 Streptomyces 
ctinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 

4202317 4202393 18 93 gi|219846074|ref|NR_025664.1 
strain DSM 40451 16S ribosomal RNA, partial sequence 420108 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
; Streptomyces. 

4203815 4203891 18 93 gi| 219846073 |ref|NR_025663.1 
ribosomal RNA, partial sequence 4202580 4204027 Streptomyces 
ctinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 

408730 408777 9 56 gi| 265678783 |ref|NR_029088.1 

ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 
eria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibri 


ammonificans Bact 


11 Micrococcus lylae Bacteria; 
e: 


Micrococcus. 
Arthrobacter agilis 


v 


agilis Bacteria; 


; Arthrobacter. 


Arthrobacter citreus 


citreus Bacteria; 


v 


Arthrobacter. 
Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Streptomyces 
8 Streptomyces 


mycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Streptomyces 

2 4202529 Streptomyces 

eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Thermovibrio 
Thermovibrio 

Ox 


269312 Bacteria_16S 
strain ED 11/3LLK 
Aquificae; Aquificales; 
269312 Bacteria_16S 


604240 604287 9 


1372309 1372348 17 


HTCC2155 strain HTCC2155 16S ribosomal RNA, partial seq 
Lentisphaerae; Lentisphaerales; Lent 


HTCC2155 Bacteria; 


269312 Bacteria_16S 2088333 2088380 9 


16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; 


thermolithotrophum strain BSA 16S ribosomal RNA, partia 
thermolithotrophum Bacteria; Aquificae; Aquificales; De 


269312 Bacteria_16S 
terrae strain IFO 


2760805 2760856 9 


15668 16S ribosomal RNA, partial sequ 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Actinokineospora. 


269312 Bacteria_16S 2846970 2847029 36 


strain ATCC 700697 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
269312 Bacteria_16S 


Clostridiales; 
136309 136359 9 


gerencseriae strain 2-606-032 16S ribosomal RNA, partia 


gerencseriae Bacteria; Actinobacteria; Actinobacteridae 


Actinomycetaceae; Actinomyces. 


269312 Bacteria_16S 151386 151431 49 


strain W6 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
269312 Bacteria_16S 


Clostridiales; 
568180 568238 36 


strain ID131577 16S ribosomal RNA, partial sequence 566874 56834 


Actinobacteria; Rubrobacteridae; 


269312 Bacteria_16S 941488 941538 43 


Solirubrobacterales; 


strain DSM 2588 16S ribosomal RNA, partial sequence 940206 94166 


Bacteroidetes; Sphingobacteria; 


269312 Bacteria_16S 1245219 1245293 19 


Sphingobacteriales; Chi 


metallireducens strain 853-15 16S ribosomal RNA, partia 


metallireducens Bacteria; Firmicutes; 
269312 Bacteria_16S 1921858 1921900 17 


scophthalmum strain LMG 13028 16S ribosomal RNA, partia 


scophthalmum Bacteria; 
Chryseobacterium. 
269312 Bacteria_16S 


Bacteroidetes; 


2109541 2109583 15 


strain P-1 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
269312 Bacteria_16S 2683076 2683118 15 


Clostridia; Clost 
59 gi 
Flavobacteria; Fl 
57 gi 


Clostridiaceae; 


straminisolvens strain CSK1 16S ribosomal RNA, partial 


straminisolvens Bacteria; 
269312 Bacteria_16S 


Firmicutes; 
2887250 2887280 63 


Clostridia; 


nitritogenes strain JCM 6485 16S ribosomal RNA, partial 


nitritogenes Bacteria; 
269312 Bacteria_16S 
strain CIP 103259 


Firmicutes; 
3414736 3414786 9 


Clostridia; 


57 gi 
Clost 

93 gi 
Clostrid 
59 gi 


16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


269312 Bacteria_16S 
strain ATCC 51856 


3498963 3499013 9 


59 gi 


16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


269312 Bacteria_16S 3552374 3552448 20 
strain IndiB4 16S 
Firmicutes; Clostridia; 
269312 Bacteria_16S 

strain ATCC 29800 
Bacteroidetes; Bacteroidia; 


269312 Bacteria_16S 


Clostridiales; 
3865174 3865232 36 


183416 183461 50 


strain 6VI 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
269312 Bacteria_16S 
strain TO-931 16S 
Firmicutes; Clostridia; 
269312 Bacteria_16S 
DSM 
Bacteria; Firmicutes; 
269312 Bacteria_16S 
strain ATCC 33530 
Bacteria; 
269312 Bacteria_16S 


Clostridiales; 
1101401 1101446 50 


Clostridiales; 
1177229 1177274 50 


Clostridia; 
3520152 3520205 43 


636196 636236 18 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


16795 16S ribosomal RNA, partial sequence 
Clostridiales; 


93 gi 


Clostridiaceae; 


93 gi 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


Rikenellacea 
95 gi 


Clostridiaceae; 


95 gi 


95 gi 


Clostr 


95 gi 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; My 


1 sequence 
ridiales; 

219878247 
1 sequence 


219873437 


2108290 21097 
Clostridium. 


219857201 
sequence 
ridiales; 

219856865 
sequence 
iales; 

219846635 
34134 


219846577 
34976 


219846542 


3551089 35526 
Caloramator. 


219846319 
38638 


265678941 


182124 18361 
Clostridium. 


265678309 


1100149 11015 
Clostridiaceae; 


228718376 


1175949 11773 


idiaceae; 

219846563 
35188 

coplasma. 


58 gi 


265678627 


avobacteriales 


Eubacte 


nomycineae; 


nomycineae; 


Pept 
ref 


ref 


ref 
Clos 
ref 
ref 


Ac 
ref 


Ac 


ref 


ref 


ref 


ref 


ref 


Clos 
ref 


2681812 268325 


2885932 288740 
Eubacterium. 


73 3414913 Actin 
tinomycetaceae; Actinomyces. 


49 3520338 Mycopl 


1243915 124542 


ococcaceae; 
NR_025386.1 


1920604 192206 
; Flavobacteriaceae; 


NR_026099.2 


NR_024829.1 


tridiaceae; 
NR_024684.1 


riaceae; 


NR_026227.1 


NR_026169.1 


NR_026134.1 


NR_025909.1 


NR_029249.1 


NR_028611.1 


NR_027573.1 


tridium. 
NR_026155.1 


ref 


NR_028932.1 


56 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 
602905 604369 Thermovibrio ruber Bacteria; 
Thermovibrio. 

56 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
uence 1371035 1372512 Lentisphaera araneosa 
isphaeraceae; Lentisphaera. 

56 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
1 sequence 2087053 2088498 Desulfurobacterium 
sulfurobacteriaceae; Desulfurobacterium. 

59 gi|219857146|ref|NR_024774.1| Actinokineospora 
ence 2759556 2761026 Actinokineospora terrae 
ales; Pseudonocardineae; Actinosynnemataceae; 

95 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 

2845666 2847142 Mogibacterium vescum Bacteria; 
Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

59 gi|265678972|ref|NR_029280.1| Actinomyces 
1 sequence 135066 136444 Actinomyces 
; Actinomycetales; Actinomycineae; 

95 gi| 265678962 |ref|NR_029270.1| Clostridium litorale 

150066 151566 Clostridium litorale Bacteria; 
Clostridiaceae; Clostridium. 
93 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
3  Conexibacter woesei Bacteria; 
Conexibacteraceae; Conexibacter. 
92 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
3 Chitinophaga pinensis Bacteria; 
tinophagaceae; Chitinophaga. 
93 gi|219857537|ref|NR_025125.1| Desulfitobacterium 


8 Desulfitobacterium 
Desulfitobacterium. 
Chryseobacterium 

1 Chryseobacterium 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Clostridium 
8 Clostridium 
Clostridium. 

Eubacterium 
8 Eubacterium 


Actinomyces israelii 
myces israelii Bacteria; 


Actinomyces radingae 


92 3499120 Actinomyces radingae Bacteria; 
tinomycetaceae; Actinomyces. 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Alistipes putredinis 


52 3865319 Alistipes putredinis Bacteria; 
e; Alistipes. 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 
Clostridium. 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Mycoplasma genitalium 
asma genitalium 


Knoellia subterranea 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Knoellia. 


269312 Bacteria_16S 
strain MV1075 16S 
Ther 
269312 Bacteria_16S 


Thermotogae; 


acetiphilus DSM 1 
12809 Bacteria; 


strain ATCC 51261 
Bacteroidetes; 


strain DSM 10020 
Firmicutes; 


acanthamoebae Bac 
269312 Fungi_16S 
strain IFM 10035 
Actinobacteria; 
269312 Fungi_16S 
strain IFM 078 
Actinobacteria; 
269312 Fungi_16S 
strain IFM 057 
Actinobacteria; 
269312 Fungi_16S 
strain IFM 100 
Actinobacteria; 
269312 Fungi_16S 
strain YZ-96 16S 
Actinobacteria; 
269312 Fungi_16S 
strain IFM 024 
Actinobacteria; 
269312 Fungi_16S 
strain IFM 100 
Actinobacteria; 
269312 Fungi_16S 
yamanashiensis st 


yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Noc 


269380 Bacteria_16S 


decolorationis st 
decolorationis Ba 


270172 Bacteria_16S 


strain NRRL B-162 


D 
269312 Bacteria_16S 


Ba 
269312 Bacteria_16S 


Clost 
269312 Bacteria_16S 
acanthamoebae strain Bn9 16S ribosomal RNA, 


671082 671102 75 95 

ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1196866 1196906 19 59 gi 


gi 


eferribacteres; Deferribacterales; 
2073010 2073086 18 93 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
3232449 3232525 19 95 gi 
ridia; Clostridiales; 
3234013 3234053 17 


57 gi 

teria; Chlamydiae; Chlamydiales; Parac 
1270 1355 9 93 gi 

16S ribosomal RNA, partial sequence 1 


Actinobacteridae; Actinomycetales; Cory 


2779 2864 9 93 gi 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


4317 4402 9 93 gi 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


5877 5962 9 93 gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


7433 7518 9 93 
ribosomal RNA, partial sequence 


gi 


8935 9020 9 93 gi 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


10421 10506 9 93 gi 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


11902 11987 9 93 gi 
rain IFM 0265 16S ribosomal RNA, parti 


ardia. 

1802421 1802474 19 70 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1539443 1539540 1 95 gi 
38 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


270172 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
270172 Bacteria_16S 


NRRL B-24104 16S 


1665479 1665576 1 95 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2342211 2342308 1 95 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


270172 Bacteria_16S 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


270172 Bacteria_16S 


multipartita DSM 


815537 815633 1 94 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


1161174 11612701 94 gi 
44233 16S ribosomal RNA, partial seque 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nakamurella. 


270172 Bacteria_16S 


obscurus DSM 4316 


1344308 1344408 1 98 gi 
0 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


270172 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


270172 Bacteria_16S 


DSM 43833 16S rib 


2166226 2166322 1 94 gi 
s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 

1170285 1170380 1 
osomal RNA, partial sequence 


93 gi 


669757 67122 


2809 16S ribosomal RNA, partial sequen 
Def 
Prevotellace 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fa 


complete se 


6163 
Actinobacteridae; Actinomycetales; Cory 


2341772 23432 


265678602 


228715574 
ce 11955 
erribacter 
219878142 

20717 
ae; Prevot 
219846766 


mily XI. I 
219846765 
quence 
hlamydiace 
265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 
219878334 
ial sequen 
aceae; Bac 
219857376 
15389 
donocardin 
219878431 
nce 16650 
ales; Pseu 


219857500 


donocardin 
265678502 
ence 81510 
ales; Pseu 


228721225 
nce 11607 
omycetales 


228721038 
13438 


219857624 
al sequenc 
eridae; Ac 


omycetales; 


ref|NR_028907.1 


ref|NR_027535.1 


acea 
ref 


e; Denitrovi 
NR_025281.1 


ella. 
ref |NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; 
ref |NR_026357.1 

3232707 323424 
Parachlamydi 
NR_028654.1 


ae; 
ref 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiace 
NR_028651.1 


eae; 
ref 


Nocardiace 
NR_028650.1 


eae; 
ref 


Nocardiace 
NR_028644.1 


eae; 
ref 


Nocardiace 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_024803.1 
e 10639 12137 
mycetales; Coryn 
ref|NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


ref|NR_025088.1 
eae; Pseudonocar 
ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 


ref|NR_027604.1 
39 1162206 Nakamu 
Frankineae; Na 


, 


ref|NR_027601.1 
50 1345331 Geoder 
; Frankineae; Ge 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


228719618 


ref|NR_027583.1 


65 1197080 Denitr 


29 2073175 Prevot 


P 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 

Prevotella enoeca 
ella enoeca Bacteria; 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 

Parachlamydia 
7 Parachlamydia 
a. 

Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 
a 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
a 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
a 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 
a 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Bacillus 
0 Bacillus 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


Thermobispora bispora 


1169826 1171294 Thermobispora bispora DSM 43833 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Thermobispora. 


270172 Bacteria_16S 
strain 13.4 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
270172 Bacteria_16S 


strain IMMIB D-13 


1245902 1245997 3 95 
ibosomal RNA, partial sequence 


gi 


103407 103504 1 95 gi 
21 16S ribosomal RNA, partial sequence 


1245479 12468 


219857484 


donocardin 
265678994 
10297 


ref 


80 Amycolatopsis 
eae; 


ref 


6 104435 Tsuka 


NR_025072.1 


Pseudonocar 
NR_029302.1 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Tsukamurella pulmonis 


murella pulmonis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 
270172 Bacteria_16S 265134 265231 1 95 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
270172 Bacteria_16S 449620 449717 1 95 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
270172 Bacteria_16S 713818 713915 1 95 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
270172 Bacteria_16S 777189 777286 1 95 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
270172 Bacteria_16S 861081 861178 1 95 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
270172 Bacteria_16S 877579 877676 1 95 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
270172 Bacteria_16S 888226 888323 1 95 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
270172 Bacteria_16S 912789 912886 1 95 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
270172 Bacteria_16S 914347 914444 1 95 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
270172 Bacteria_16S 917498 917595 1 95 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
270172 Bacteria_16S 1221604 1221701 1 95 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 
270172 Bacteria_16S 1350436 1350533 1 95 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
270172 Bacteria_16S 1439689 1439786 1 95 gi|224581428|ref|NR_027210.1| Lentzea violacea 


strain LM 036 16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


270172 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


270172 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


270172 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


270172 Bacteria_16S 


ribosomal RNA, partial sequence 


1457771 1457868 1 95 gi 
LCDC 89/0504 16S ribosomal RNA, parti 


1439230 14407 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
270172 Bacteria_16S 


donocardin 
224581414 
al sequenc 


ref 


e 1457334 14587 


Actinosynne 
NR_027195.1 
1 


ia; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomyc 

1536321 1536418 1 95 gi|219857378|ref|NR_024966.1 
NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 153737 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
ae; Saccharothrix. 

1540992 1541089 1 95 gi| 219857375 |ref|NR_024963.1 
n NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 154204 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
ae; Actinokineospora. 

1542552 1542649 1 95 gi|219857374|ref|NR_024962.1 
NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 154360 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
ae; Actinokineospora. 

1573970 1574067 1 95 gi|219856868|ref|NR_024687.1 


37 Lentzea violacea Bacteria; 
eae; 


mataceae; Lentzea. 
Arcanobacterium 

5 Arcanobacterium 

ineae; Actinomycetaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Umezawaea tangerina 


strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 


270172 Bacteria_ 


strain JCM 9114 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
270172 Bacteria_16S 1758577 1758674 1 95 gi|219878366|ref|NR_025505.1 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 17596 


270172 Bacteria_ 


saxobsidens strai 
saxobsidens Bacte 


Blastococcus. 
270172 Bacteria_ 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
16S 1788481 1788578 1 95 gi| 219878343 |ref|NR_025482.1 
n BC448 16S ribosomal RNA, partial sequence 1788037 178951 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankine 
16S 1809954 1810051 1 95 gi|219878329|ref|NR_025468.1 
bosomal RNA, partial sequence 1809512 18109 


strain Kb2 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


270172 Bacteria_ 


hippocoleae strai 
hippocoleae Bacte 


Actinomycetaceae; 
270172 Bacteria_ 


aquiterrae strain 
Bacteria; Actinob 


Nocardioides. 


270172 Bacteria_1 
aetherivorans str 
aetherivorans Bac 
Rho 
270172 Bacteria_1 


Nocardiaceae; 


16S 1575495 1575592 1 95 gi 


16S 1848213 18483101 95 gi 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

16S 2099588 2099685 1 


95 gi 


acteria; Actinobacteridae; Actinomycet 


6S 2173808 2173905 1 95 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 

6S 2232884 2232981 1 


95 gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_1 
pyridinivorans st 
pyridinivorans Ba 
Rho 
270172 Bacteria_1 
yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 
270172 Bacteria_1 
taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 
270172 Bacteria_16S 
terrae strain IFO 
Bacteria; Actinob 


Nocardiaceae; 


Actinokineospora. 


270172 Bacteria_16S 


strain SJS0289-JS 


6S 2421467 2421564 1 95 gi 
rain PDB9 16S ribosomal RNA, partial s 


dococcus. 

6S 2518042 2518139 1 95 gi 
in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 

Streptomyces. 

6S 2667015 2667112 1 95 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


, 


2759994 2760091 1 95 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


2906123 2906220 1 95 gi 
1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


270172 Bacteria_16S 
cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 
270172 Bacteria_16S 
16102 16S rib 


IFO 


2937976 2938073 1 95 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 
2939494 2939591 1 
osomal RNA, partial sequence 


95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


270172 Bacteria_16S 


strain IFO 15059 


2988120 2988217 1 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


270172 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


270172 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


270172 Bacteria_16S 


strain HKI 0136 1 


3012398 3012495 1 95 gi 
n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3022980 3023077 1 95 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3039708 3039805 1 


95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


270172 Bacteria_16S 


strain DSM 44015 


3380590 3380687 1 
16S ribosomal RNA, 


95 gi 
complete sequence 


n CCUG 44697 16S ribosomal RNA, partia 


GW-9 16S ribosomal RNA, partial seque 


cteria; Actinobacteria; Actinobacterid 


1 


al 


s 
e; 


, 


en 
al 


en 
al 


n 
2 

1 

; 


do 


ne 


ue 


1 
er 


ne 


ne 


ne 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


219878122 
nc 


e 20991 


es; 


219857619 


equence 


219857577 


22324 


uence 


’ 


219857365 
eq 


uence 


219857212 


ce 26665 
es; Pseu 


219857146 


ce 27595 
es; Pseu 


219856852 


29056 


ebacterin 
19856831 


sequence 


219856830 
2939058 29405 


nocardin 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 


bacterin 


219846915 


nce 


Actinomyc 


219846908 


sequence 
idae; Ac 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 


bacterin 


219846662 


bacterin 
219878303 
sequence 
Actinomyc 


Prop 


Actinomycet 


bacterin 
219857445 
eq 


ae; Actino 


Actinomy 


Actinomy 


ref|NR_024686.1 


eae; Gordoniacea 
ref |NR_025442.1 

1847763 184924 
etales; Actinomy 


ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 


ref |NR_025208.1 
173451 217485 


ales; Coryne 


is} 


ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref |NR_025033.1 

2421026 242250 
mycetales; Coryn 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto 


ref |NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref|NR_024774.1 
56 2761026 Actino 
donocardineae; A 


ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_024650.1 

2937540 293900 
cetales; Pseudon 
ref|NR_024649.1 
eae; 
ref 


Actinosynne 
NR_026523.1 


eae; Gordoniacea 
ref|NR_026507.1 

3011945 301344 
etales; Propioni 


ref|NR_026500.1 
3022528 302398 
tinomycetales; C 


ref |NR_026488.1 


eae; Gordoniacea 


ref 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Blastococcus 

9 Blastococcus 

ae; Geodermatophilaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 

Arcanobacterium 
8 Arcanobacterium 
cineae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Rhodococcus 

2 Rhodococcus 
ebacterineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Actinokineospora 
kineospora terrae 
ctinosynnemataceae; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Marmoricola 
1 Marmoricola 
bacterineae; 


Gordonia 
4 Gordonia 


orynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 


NR_026254.1 


Gordonia hydrophobica 


3380149 3381618 Gordonia hydrophobica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


270172 Bacteria_16S 
DSM43338 


strain 


270172 Bacteria_16S 


strain DSM 44070 


Bacteria; Actinob 


Thermocrispum. 


270172 Bacteria_16S 
gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 
270172 Bacteria_16S 
aggregatus strain 
Bacteria; Actinob 


Blastococcus. 


3473896 3473993 1 95 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 

16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

3495101 3495198 1 95 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

3523889 3523986 1 95 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
CIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Saccharopolyspora. 

3840087 3840184 1 95 gi|219846335|ref|NR_025925.1| Blastococcus 

B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 

acteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 

4115772 4115869 1 95 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 


270172 Bacteria_16S 


strain W4937 16S 


ribosomal RNA, partial sequence 


4115405 41168 


07 Rhodococcus gordoniae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
270172 Bacteria_16S 4210597 4210694 1 95 gi| 219846068 |ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

270172 Bacteria_16S 448 544 1 94 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

270172 Bacteria_16S 1987 2083 1 94 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

270172 Bacteria_16S 73193 73289 1 94 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

270172 Bacteria_16S 739987 740083 1 94 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


Pseudonocardineae 
270172 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


270172 Bacteria_16S 


halophila strain 
halophila Bacteri 


Pseudonocardiacea 
270172 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


270172 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


270172 Bacteria_16S 


strain DSM 43194 


; Pseudonocardiaceae; 


1416541 14166371 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1886378 1886474 1 94 gi 
DSM 44411 16S ribosomal RNA, partial s 
e; Saccharomonospora. 

1924071 1924167 1 94 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 
2053892 2053988 1 94 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
2610839 2610935 1 


’ 


94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


270172 Bacteria_16S 


strain DSM 44262 


2612369 2612465 2 95 gi 


a. 


al 


eq 


a; Actinobacteria; Actinobacteridae; Act 


qu 


al 
e; 


do 


224581447 


219878274 


219878245 
Actinomyc 


219878155 


219857258 
16S ribosomal RNA, partial sequence 2610373 26118 


219857257 
16S ribosomal RNA, partial sequence 2611942 26134 


ref 
14160 
es; Pseudono 
ref 
uence 
inomycetales 
ref 
ence 
etal 


ref 
sequenc 
Actinomycet 


ref 


nocardineae; 


ref 


93 1417582 Sacch 


1885917 18874 


1923611 19251 


e 2053442 20549 


NR_027229.1 
a 
cardineae; P 
NR_025413.1 
2 
a 


; Pseudonoc 


NR_025384.1 
2 
es; Pseudono 
NR_025294.1 
1 
it 


ales; Strep 


NR_024889.1 


Pseudonocar 
NR_024888.1 


18 Amycolatopsis 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharomonospor 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Streptomyces 
9 Streptomyces 


omycineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Modestobacter 

4 Modestobacter 

neae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
270172 Bacteria_16S 3010840 3010936 1 94 gi|219846916|ref|NR_026508.1 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 301189 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Franki 
Geodermatophilaceae; Modestobacter. 

270172 Bacteria_16S 3923997 3924093 1 94 gi|219846278|ref|NR_025868.1 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 392352 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

270172 Bacteria_16S 3925578 3925674 1 94 gi| 219846277 |ref|NR_025867.1 


Streptomyces 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


Streptomycineae; 


270172 Bacteria_16S 3928739 3928835 1 94 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 342835 342930 1 93 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

270172 Bacteria_16S 374058 374153 1 93 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

270172 Bacteria_16S 409395 409490 1 93 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270172 Bacteria_16S 435800 435895 1 93 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

270172 Bacteria_16S 437386 437481 3 95 gi| 265678763 |ref|NR_029068.1]| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

270172 Bacteria_16S 460310 460405 3 95 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

270172 Bacteria_16S 786389 786484 1 93 gi| 265678521 |ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 


beijiangensis Bac 
Streptomycetaceae 
270172 Bacteria_16S 
strain J72 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 
cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 
270172 Bacteria_16S 
auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
270172 Bacteria_16S 


strain LK2-10 16S 


Micromonospora. 


270172 Bacteria_16S 
scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae 
270172 Bacteria_16S 
endolithica strai 
endolithica Bacte 
Micromonosporacea 
270172 Bacteria_16S 
albus stra 


subsp. 
subsp. albus Bact 
Streptomycetaceae 


270172 Bacteria_16S 


matsumotoense str 
matsumotoense Bac 
Micromonosporacea 


270172 Bacteria_16S 


paranensis strain 
paranensis Bacter 
Streptomycetaceae 


270172 Bacteria_16S 


terrestris strain 
terrestris Bacter 
Streptomycetaceae 


270172 Bacteria_16S 


teria; Actinobacteria; Actinobacterida 
Streptomyces. 

789435 789532 1 95 
bosomal RNA, partial sequence 


’ 


gi 


968444 968539 1 93 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 

1031090 1031185 1 93 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1048013 1048108 1 93 
ribosomal RNA, partial sequence 


, 


gi 


1097572 1097667 1 93 gi 
in KM-4927 16S ribosomal RNA, partial 

eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1451814 1451909 1 93 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1474353 1474448 1 93 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1531816 15319111 93 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 

1555996 1556091 1 93 gi 
HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

Kitasatospora. 

1557490 1557585 1 93 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

Kitasatospora. 


’ 


v 


v 


’ 


789013 79048 


1047573 10490 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


265678519 


nebacterin 
265678398 
equence 

ae; Actino 


265678357 
quence 
Actinomyc 


265678346 
omonospori 


265678311 
sequence 
Actinomy 


, 


224581419 
uence 
Actinomyc 


219878476 
1 sequence 
; Actinomy: 
219857427 
tial seque 
e; Actinom 


219846194 
equence 
Actinomyce 


219846193 
equence 
Actinomyce 


1558984 1559079 1 93 gi 


e; Actinomycet 


ales; Streptomycineae; 

ref |NR_028823.1| Gordonia sinesedis 

6 Gordonia sinesedis Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 

mycetales; Streptomycineae; 


ref|NR_028659.1 
1030633 103211 
etales; Micromon 


Micromonospora 
4 Micromonospora 
osporineae; 


ref|NR_028648.1| Micromonospora eburnea 
49 Micromonospora eburnea Bacteria; 
neae; Micromonosporaceae; 


, 


Streptomyces 
9 Streptomyces 
mycineae; 


ref|NR_028613.1 
1097121 109859 
cetales; Strepto 


ref|NR_027200.1 
1451367 145284 
etales; Micromon 


Micromonospora 
3 Micromonospora 
osporineae; 


ref|NR_025615.1 
1473916 147541 
cetales; Strepto 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


ref 
nce 
ycet 


NR_025015.1| Micromonospora 
1531359 1532864 Micromonospora 
ales; Micromonosporineae; 
ref|NR_025784.1 
1555586 155703 
tales; Streptomy 


Kitasatospora 
1 Kitasatospora 
cineae; 


ref|NR_025783.1 
1557082 155852 
tales; Streptomy 


Kitasatospora 
5 Kitasatospora 
cineae; 


219846192 


gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 


ref|NR_025782.1| Kitasatospora 
1558576 1560004 Kitasatospora 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

270172 Bacteria_16S 1563408 1563503 3 95 gi|219846103|ref|NR_025693.1| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
270172 Bacteria_16S 1673051 1673146 3 95 gi|219878426|ref|NR_025565.1]| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
270172 Bacteria_16S 1674574 1674669 3 95 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
270172 Bacteria_16S 1676073 1676168 3 95 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
270172 Bacteria_16S 1677590 1677685 3 95 gi|219878423|ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
270172 Bacteria_16S 1679111 1679206 3 95 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
270172 Bacteria_16S 1771945 1772040 1 93 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 1773443 1773538 1 93 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 1866393 1866488 1 93 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 

270172 Bacteria_16S 2139059 2139154 3 95 gi| 219857642 |ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
270172 Bacteria_16S 2167740 2167835 1 93 gi| 219857623 |ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 2257268 2257363 1 93 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 2260392 2260487 1 93 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 2552311 2552406 1 93 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 
270172 Bacteria_16S 2553872 2553967 1 93 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 
270172 Bacteria_16S 2724196 2724291 1 93 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
270172 Bacteria_16S 2796060 2796155 1 93 gi|219857119|ref|NR_024747.1]| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
270172 Bacteria_16S 2797582 2797677 1 93 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
270172 Bacteria_16S 2799103 2799198 1 93 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


270172 Bacteria_16S 2800626 2800721 1 93 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
270172 Bacteria_16S 2802147 2802242 1 93 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
270172 Bacteria_16S 2803668 2803763 1 93 gi|219857114|ref|NR_024742.1| Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
270172 Bacteria_16S 2805190 2805285 1 93 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
270172 Bacteria_16S 2806712 2806807 1 93 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
270172 Bacteria_16S 2808234 2808329 1 93 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
270172 Bacteria_16S 2829338 2829433 1 93 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 
270172 Bacteria_16S 2832375 2832470 1 93 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 2843014 2843109 1 93 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
270172 Bacteria_16S 2890951 2891046 1 93 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
270172 Bacteria_16S 2941017 2941112 1 93 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
270172 Bacteria_16S 2942533 2942628 1 93 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
270172 Bacteria_16S 2977416 29775111 93 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 2978948 2979043 1 93 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 2980483 2980578 1 93 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 3103024 3103119 1 93 gi|219846853|ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 
270172 Bacteria_16S 3321119 3321214 3 95 gi|219846705|ref|NR_026297.1| Gordonia hirsuta 
strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

270172 Bacteria_16S 3324174 3324269 1 93 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
270172 Bacteria_16S 3325701 3325796 1 93 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
270172 Bacteria_16S 3327222 33273171 93 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 


w 


matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 


270172 Bacteria_16S 3328741 3328836 1 93 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

270172 Bacteria_16S 3333292 3333387 1 93 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
270172 Bacteria_16S 3334786 3334881 1 93 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

270172 Bacteria_16S 3340827 3340922 1 93 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

270172 Bacteria_16S 3342354 3342449 1 93 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

270172 Bacteria_16S 3343873 3343968 1 93 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

270172 Bacteria_16S 3345401 3345496 1 93 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

270172 Bacteria_16S 3346927 3347022 1 93 gi| 219846686 |ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

270172 Bacteria_16S 3348453 3348548 1 93 gi|219846685|ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

270172 Bacteria_16S 3449462 3449557 1 93 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

270172 Bacteria_16S 3637993 3638088 1 93 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270172 Bacteria_16S 3639545 3639640 1 93 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270172 Bacteria_16S 3641114 3641209 1 93 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

270172 Bacteria_16S 3642639 36427341 93 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

270172 Bacteria_16S 3644171 3644266 1 93 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
270172 Bacteria_16S 3713852 3713947 1 93 gi| 219846427 |ref|NR_026018.1]| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

270172 Bacteria_16S 3917704 3917799 1 93 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 

270172 Bacteria_16S 4050943 4051038 3 95 gi|219846186|ref|NR_025776.1| Nocardioides 
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489400 489497 1 95 gi 
ribosomal RNA, complete sequence 


Actinomycetales; 


265678725 
488917 490451 Jonesia quinghaiensis Bacteria; 
ococcineae; Jonesiaceae; Jonesia. 


ref|NR_029078.1| Yaniella halotolerans 
Yaniella. 
ref|NR_029073.1| Nesterenkonia 

429128 430610 Nesterenkonia 
Micrococcineae; Micrococcaceae; 
Rothia amarae strain 


ref |NR_029045.1 


Mycobacterium 
Mycobacterium 
Corynebacterineae; 


ref |NR_029037.1 
478074 479572 


ref|NR_029030.1| Jonesia quinghaiensis 


530675 530772 1 95 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
um complex (MAC). 
538314 538411 1 95 gi|265678693|ref|NR_028998.1| Mycobacterium 
train WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 
270172 Bacteria_16S 
pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 
270172 Bacteria_16S 
holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 
270172 Bacteria_16S 
strain E846 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 
strain Muenster 2 
Bacteria; Actinob 
270172 Bacteria_16S 
strain HKI 0120 1 


CMS 


Luteococcus. 


270172 Bacteria_16S 
strain gM-1 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 
montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 
270172 Bacteria_16S 
strain 213E 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


eria; Actinobacteria; Actinobacteridae; 

Mycobacterium. 

617264 617361 1 95 gi 
1406 16S ribosomal RNA, partial sequen 

acteria; Actinobacteridae; Actinomyceta 


624672 624769 1 95 gi 
ibosomal RNA, partial sequence 


630814 630911 1 95 gi 
000 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomyceta 
635377 635474 1 95 gi 


636908 637005 1 95 gi 


641545 641642 1 95 gi 
rain EL-30 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterida 
esterenkonia. 

646243 646340 1 95 gi 
ribosomal RNA, partial sequence 


647774 647871 1 95 gi 


707656 707753 1 95 gi 
bosomal RNA, partial sequence 


712259 712356 1 95 gi 
ibosomal RNA, partial sequence 


810931 811028 1 95 gi 


1038777 1038874 1 95 gi 


acteria; Actinobacteria; Actinobacteridae; 


Mycobacterium. 
580788 580885 1 95 gi| 265678665 
in 17A317A3 16S ribosomal RNA, partial sequence 


Actinomycetales; 


265678640 


Actinomycetales; 


Corynebacterineae; 


ref|NR_028970.1| Mycobacterium 
580337 581817 Mycobacterium 

Corynebacterineae; 

ref 


NR_028945.1| Mycobacterium 


ce 616795 618320 Mycobacterium holsaticum 


les; 


265678635 
624219 625725 Mycobacterium 
nebacterineae; 
265678630 


Corynebacterineae; Mycobacteriaceae; 


ref|NR_028940.1| Mycobacterium palustre 
palustre Bacteria; 
Mycobacteriaceae; Mycobacterium. 


ref |NR_028935.1| Kytococcus schroeteri 


630349 631823 Kytococcus schroeteri 


les; 


ococcineae; Intrasporangiaceae; 
265678626 
6S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 
lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 
270172 Bacteria_16S 
strain CMS90 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 
760r 16S ribo 
Actinobacteridae; 
270172 Bacteria_16S 
strain 216 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ococcineae; Intrasporangiaceae; 
265678623 


equence 


e; Actinomycetales; 


265678620 
645783 647259 Arthrobacter 
ococcineae; Micrococcaceae; 
265678619 
somal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
265678577 

707255 70861 
Propionibacterineae; Propionibacteriaceae; 


265678574 

711792 71330 
Corynebacterineae; 
265678505 
ain ATCC BAA-256 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 
919063 919160 1 95 gi| 265678432 
ibosomal RNA, partial sequence 918602 92011 


nebacterineae; 
265678352 


Micrococcineae; 
265678627 
6S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 
strain HKI 0119 1 


Dermacoccaceae; Kytococcus. 
ref |NR_028932.1| Knoellia subterranea 
Knoellia. 


ref |NR_028931.1| Knoellia sinensis 
Knoellia. 
ref|NR_028928.1| Nesterenkonia 
641107 642573 Nesterenkonia 


Micrococcineae; 


Arthrobacter roseus 
roseus Bacteria; 
Arthrobacter. 

Kocuria polaris strain 


ref |NR_028925.1 


ref|NR_028924.1 


ref|NR_028882.1| Luteococcus peritonei 
7 Luteococcus peritonei Bacteria; 


ref |NR_028879.1 
8 Mycobacterium 


Mycobacterium caprae 
caprae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
NR_028808.1| Mycobacterium 

810468 811984 Mycobacterium 
Corynebacterineae; 


ref 


ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 
Gordoniaceae; Gordonia. 
NR_028654.1| Nocardia arthritidis 


ref 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


270172 Bacteria_16S 


strain IFM 0784 1 


strain IFM 0575 1 


strain IFM 10084 


strain YZ-96 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


strain IFM 0245 1 


Nocardiaceae; 


strain CCUG 33897 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Luteococcus. 


270172 Bacteria_16S 


strain CDC 941078 


Bacteria; Actinob 


Mycobacterium. 


270172 Bacteria_16S 


str. Twist 16S ri 


Bacteria; Actinob 
270172 Bacteria_16S 


strain HKI 0122 1 


Bacteria; Actinob 


Beutenbergia. 


270172 Bacteria_16S 
10542 16S rib 


DSM 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sang 
Sanguibacter. 

270172 Bacteria_16S 1460760 1460857 1 95 gi|224581412|ref|NR_027193.1 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 14618 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
270172 Bacteria_16S 1475917 14760141 95 gi| 219878445 |ref|NR_025584.1 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 147693 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

270172 Bacteria_16S 1521103 15212001 95 gi|219857610|ref|NR_025199.1 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Nocardia. 

270172 Bacteria_16S 1527265 1527362 1 95 gi|219857435|ref|NR_025023.1 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

270172 Bacteria_16S 1534812 1534909 1 95 gi|219857414|ref|NR_025002.1 


strain JCM 3325 1 


Actinomadura. 


270172 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


270172 Bacteria_16S 


philippinense str 
philippinense Bac 


Pseudonocardiacea 
270172 Bacteria_16S 
gum strain SKF-AAD-609 16S ribosomal R 
Kibdelosporangium aridum subsp. 


aridum subsp. lar 


Actinomycetales; 


270172 Bacteria_16S 


1040286 1040383 1 95 gi 


1041824 1041921 1 95 gi 


1043384 1043481 1 95 gi 


1044940 1045037 1 95 
ribosomal RNA, partial sequence 


gi 


1052516 1052613 1 95 gi 


1075061 1075158 1 95 gi 


1218567 1218664 1 95 gi 
16S ribosomal RNA, partial sequence 


1250342 1250439 1 95 gi 
16S ribosomal RNA, partial sequence 


1316687 1316784 1 95 
bosomal RNA, partial sequence 


gi 


1333606 1333703 1 95 gi 


1348908 1349005 1 
osomal RNA, partial sequence 


95 gi 


Stre 


1537883 1537980 1 95 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1662415 1662512 1 95 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 
1663955 1664052 1 


95 gi 


Pseudonocardineae; Pseudonocardiaceae; 
1727972 1728069 1 95 gi 


acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


265678350 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


265678348 


1044481 10459 
nebacterin 


265678342 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 
tukisamuensis strain Mb8 16S ribosomal RNA, partial seq 
tukisamuensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 
270172 Bacteria_16S 


265678327 
uence 


219878368 
12181 
ales; 


219857412 
12499 


ales; 


228715851 


1316224 13177 
Micr 


ales; 
228721490 


6S ribosomal RNA, partial sequence 1333148 13346 
acteria; Actinobacteridae; Actinomycet 


ales; 


228720600 


1348448 13499 


6S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ptosporang 


219857377 
1 sequence 
Actinomyc 


219878433 
sequence 


e; 


219878432 


Kibdelosp 
219878389 


nebacterin 


nebacterin 


nebacterin 


nebacterin 


Prop 


Cory 


Micr 


NA, partia 
largum Bacteria; Actinobacteria; Actinobacteridae; 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


ref 


ioni 


ref 


neba 


ref 


ococ 
ref 


ococ 


ref 


inea 


ref 


etal 


ref 


ref 
1 se 


oran 


1074605 10759 
e; Actinomycet 


99 1219566 Luteo 


18 1251238 Mycob 


32 Beutenbergia 


42 Sanguibacter 


13 Actinomadura 


1537426 15389 


1661967 16634 
Actinomycet 


NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028629.1 
3 
ales; Coryne 
NR_025507.1 

ic 
bacterineae; 
NR_025000.1 


a 


cterineae; M 


NR_027540.1 


cineae; Trop 
NR_027613.1 


cineae; Beut 


NR_027595.1 


e; Thermomon 
NR_024965.1 
3 
es; Pseudono 
NR_025572.1 
5 
ales; Pseudo 
NR_025571.1 


quence 


gium. 


ref 


Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 

Rhodococcus 
5 Rhodococcus 
bacterineae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Mycobacterium kubicae 
cterium kubicae 


ycobacteriaceae; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Nocardia 
6 Nocardia 
ebacterineae; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


NR_025528.1 


Mycobacterium pulveris 


strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


270172 Bacteria_16S 


1731021 1731118 1 


95 


gi|219878387 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 


moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
270172 Bacteria_16S 


1781125 1781222 1 


95 


strain 4-0 16S ribosomal RNA, partial sequence 


270172 Bacteria_16S 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 
Oerskovia. 


Cellulomonadaceae; 
270172 Bacteria_16S 
strain DSM 46000 


270172 Bacteria_16S 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Kibdelosporangium. 
270172 Bacteria_16S 
strain CCUG 35957 


270172 Bacteria_16S 


elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 


Mycobacteriaceae; 
270172 Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Microc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 


270172 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
270172 Bacteria_16S 
pinnipedii strain 


270172 Bacteria_16S 


africanum strain ATCC 25420 16S 


africanum Bacteria; 
Mycobacteriaceae; 
270172 Bacteria_16S 
scrofulaceum strain 


Mycobacteriaceae; 
270172 Bacteria_16S 


poriferae strain ATCC 35087 16S 


poriferae Bacteria; 
Mycobacteriaceae; 
270172 Bacteria_16S 
strain ATCC 19422 


Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


270172 Bacteria_16S 
strain ATCC 51384 


270172 Bacteria_16S 
strain MUP 1182 16S 


Actinobacteria; Actinoba 


270172 Bacteria_16S 


strain F829 16S ribosoma 
Actinobacteria; Actinoba 


270172 Bacteria_16S 


6482 1 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


1805364 1805461 1 


1806902 1806999 1 


1816094 1816191 1 


2035200 2035297 1 


2052339 2052436 1 


2065957 2066054 1 


2090430 2090527 1 


2111822 2111919 1 


2128494 2128591 1 


2129972 2130069 1 


ATCC 


2132980 2133077 1 


2134494 21345911 


2136011 2136108 1 


2148046 2148143 1 
ribosomal RNA, 


2161586 2161683 1 


2164686 2164783 1 


95 


95 


95 


95 


95 


95 


95 


95 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


95 


95 


19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


95 


95 


16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


95 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinoba 


95 


95 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


95 


gi|219878349 


1780670 17821 


gi|219878332 


gi|219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 


gi|219878325 


gi|219878171 


gi|219878157 


gi|219878146 


gi|219878129 


gi|219857660 


gi|219857649 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 
Mycoba 


gi|219857648 


gi|219857646 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


gi] 219857645 
21340 


gi|219857644 
21355 


cteridae; Actinomycetales; Corynebacterineae; 


gi| 219857636 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterineae; 


gi|219857627 
2161153 21625 


gi| 219857625 


strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 21657 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


270172 Bacteria_16S 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


270172 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 


Tsukamurellaceae; 
270172 Bacteria_16S 


2217724 22178211 


2305977 2306074 1 


2310533 2310630 1 


95 


95 


95 


strain A290 16S ribosomal RNA, partial sequence 


gi|219857587 
22172 


gi] 219857525 


complete sequence 
Actinomycetales; 


gi| 219857522 


Actinomycetales; 


sequence 1804913 180639 
Actinomycetales; 


Pseudonocardineae; P 


sequence 
Actinomycetales; 


2111381 2112761 Mycoba 
Corynebacterineae; M 


inomycetales; 
cterium; Mycobacterium tuberculosis complex. 


sequence 2129523 213098 
Actinomycetales; 


inomycetales; 


ref|NR_025526.1 
1730570 173206 


ref |NR_025488.1 


ref|NR_025471.1 
Microc 


ref|NR_025470.1 


ref |NR_025464.1 


ref |NR_025310.1 


ref|NR_025296.1 
2051875 205339 
Corynebac 


ref|NR_025285.1 


ref|NR_025268.1 
2089993 209143 
Coryn 


ref |NR_025249.1 


ref|NR_025238.1 
2128040 212947 
Corynebact 


ref |NR_025237.1 
Coryneb 
ref |NR_025235.1 


2132540 213398 
Corynebact 


ref|NR_025234.1 
40 2135523 Mycoba 


ref |NR_025233.1 
74 2137022 Mycoba 
Mycobacteri 
ref|NR_025225.1 
14 Mycobacterium 
Mycobacteri 
ref|NR_025216.1 


Nocardiacea 
ref|NR_025214.1 
35 Mycobacterium 
Mycobacteri 
ref|NR_025175.1 
72 2218741 Mycoba 
Mycobacteri 
ref|NR_025113.1 

230551 
Coryneb 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Citricoccus. 
Oerskovia 

8 Oerskovia 
occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Kibdelosporangium 

osporangium aridum 

seudonocardiaceae; 


Rothia nasimurium 


16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 


; Rothia. 
Mycobacterium 

1 Mycobacterium 

terineae; 


Micrococcus 

occus antarcticus 

ococcaceae; Micrococcus. 
Mycobacterium 

7 Mycobacterium 

ebacterineae; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 


Corynebacterineae; Mycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Tsukamurella 

7 2307028 Tsukamurella 
acterineae; 


ref |NR_025110.1 


Actinomadura mexicana 


2310109 2311529 Actinomadura mexicana Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


270172 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


270172 Bacteria_16S 
australiense stra 


australiense Bact 
Propionibacteriac 


270172 Bacteria_16S 


strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


strain AS4.1521 1 


australiensis str 
australiensis Bac 
Intrasporangiacea 


270172 Bacteria_16S 


strain DNP505 16S 


strain O 16S ribo 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


270172 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


270172 Bacteria_16S 


strain MS1-3 16S 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


270172 Bacteria_16S 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


270172 Bacteria_16S 


strain Lp2 16S ri 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


270172 Bacteria_16S 


hortensis strain 


hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 


Intrasporangiacea 


270172 Bacteria_16S 


strain TA68 16S r 
Actinobacteria; A 


270172 Bacteria_16S 


strain TAGA27 16S 
Actinobacteria; A 


270172 Bacteria_16S 


strain HK1 0089 1 
Actinobacteria; A 


270172 Bacteria_16S 


strain DSM 11140 
Actinobacteria; A 


270172 Bacteria_16S 


2343722 2343819 1 95 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2358922 2359019 2 96 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 

2383180 2383277 1 95 gi 
92 16S ribosomal RNA, partial sequence 
2437957 2438054 1 


95 gi 


2493849 2493946 1 95 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2496745 2496842 1 95 
ribosomal RNA, partial sequence 


gi 


2577027 25771241 95 gi 


2626256 2626353 1 95 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

2668530 2668627 1 95 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 

2677636 2677733 1 95 

ribosomal RNA, partial sequence 


gi 


2719608 2719705 1 95 gi 

rain IFM 0265 16S ribosomal RNA, parti 

cteria; Actinobacteria; Actinobacterid 
ardia. 

2767466 2767563 1 95 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 

22a. 

2814209 2814306 1 95 

bosomal RNA, partial sequence 


gi 


2833910 2834007 1 95 gi 
1 16S ribosomal RNA, partial sequence 


2986594 2986691 1 95 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

3045808 3045905 1 95 gi 
HKI 0125 16S ribosomal RNA, partial se 


e; Ornithinicoccus. 
3092479 3092576 1 95 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3093998 3094095 1 95 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3133025 3133122 1 95 


gi 


Micr 
gi 


Micr 
gi 


ctinobacteridae; Actinomycetales; Micr 
3225593 3225690 1 95 gi 


ctinobacteridae; Actinomycetales; Micr 


219857498 
sequence 
e; 


219857488 
ia 


’ 


219857471 

23827 

ne 
219857429 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


nebacterin 
219857387 
uence 

e; 


219857385 


2496307 24977 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


nebacterin 
219857283 


somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 


ococcineae 
219857247 
equence 


; Actinomy 


219857211 
uence 
inomycetal 


219857204 


2677198 26786 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


nebacterin 
219857175 
al sequenc 
ae; Actino 


, 


219857139 
al sequenc 
ridae; Act 


219857107 


2813767 28152 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 


ococcineae 
219856901 
28334 
nebacterin 
219846932 
ar 
dae; Actin 
219846891 
quence 

inomycet 


219846860 


3092041 30935 


ococcineae 
219846859 


3093562 30950 


ococcineae 
219846833 


6S ribosomal RNA, partial sequence 3132587 31340 
occineae; 


oc 
219846770 


16S ribosomal RNA, partial sequence 3225149 32266 


ococcineae 


3254311 3254408 1 95 gi 


219846751 


Actinomycet 


1 sequen 
Actinomy 


bacterin 


Actinomycet 


tial seq 


ref|NR_025086.1 
2343294 234473 
ales; Propio 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025017.1 


eae; Nocardiacea 
ref|NR_024975.1 

2493400 249486 
ales; Microc 
ref |NR_024973.1 
Nocardiacea 
NR_024914.1 
nas iranensi 
; Cellulomonadac 
ref|NR_024877.1 

2625807 262727 
cetales; Propion 


eae; 
ref 
lomo 


ref|NR_024839.1 

2668117 266958 
es; Pseudonocard 
ref |NR_024832.1 
eae; Nocardiacea 
ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


ref|NR_024735.1 
09 Tetrasphaera 
; Intrasporangia 
ref |NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_026524.1 
uence 298615 
omycetales; Cory 


ref |NR_026483.1 
3045360 304685 
ales; Micrococci 


’ 


ref |NR_026452.1 


7 Mi 
ref 


crococcaceae 
NR_026451.1 
> Mi 
ref 


crococcaceai 
NR_026425.1 


; De 
ref 


rmacoccacea 
NR_026362.1 


; Intrasporangia 


Streptosporangineae; Thermomonosporaceae; 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 

Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Cellulomonas iranensis 

s Bacteria; 

eae; Cellulomonas. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Saccharopolyspora 
1 Saccharopolyspora 


ineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia 

4 Nocardia 

ebacterineae; 


Dietzia 
5 Dietzia 


rynebacterineae; 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Ornithinicoccus 
1 Ornithinicoccus 


neae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 


Kocuria palustris 


28 Kocuria palustris Bacteria; 
e: 


Kocuria. 
Demetria terragena 


v 


43 Demetria terragena Bacteria; 
e: 


Demetria. 
Janibacter limosus 


v 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 


ref|NR_026343.1 


Actinomadura madurae 


strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 

270172 Bacteria_16S 3377521 3377618 1 95 
strain M17C 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 3397131 3397228 1 95 


strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 33981 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 3415395 3415492 1 95 


strain NCTC 25174 16S ribosomal RNA, partial sequence 34149 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cell 


Cellulomonas. 
270172 Bacteria_16S 3416875 3416972 1 95 


Actinomycetaceae; Actinomyces. 
270172 Bacteria_16S 3452596 3452693 1 95 


strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 34536 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 3467807 3467904 1 95 


crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequ 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Acti 


Micrococcaceae; Arthrobacter. 
270172 Bacteria_16S 3472361 3472458 1 95 


strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 34733 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 3487574 34876711 95 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 3492174 34922711 95 


chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Acti 


Mycobacteriaceae; Mycobacterium. 
270172 Bacteria_16S 3493721 3493818 1 95 


municipale strain DSM 44069 16S ribosomal RNA, partial sequence 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


Pseudonocardiaceae; Thermocrispum. 
270172 Bacteria_16S 3504070 3504167 1 95 


strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 35051 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 3607949 3608046 1 95 


hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacteriaceae; Mycobacterium. 
270172 Bacteria_16S 3625709 3625806 1 95 


strain ATCC 35799 16S ribosomal RNA, complete sequence 36252 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Mycobacterium. 
270172 Bacteria_16S 3664047 3664144 1 95 


bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacteriaceae; Mycobacterium. 
270172 Bacteria_16S 3721395 3721492 1 95 


hassiacum strain 3849 16S ribosomal RNA, partial sequence 37209 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Mycobacterium. 
270172 Bacteria_16S 3724452 3724549 1 95 


verrucosospora strain A-184 16S ribosomal RNA, partial sequence 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actino: 


Thermomonosporaceae; Actinomadura. 
270172 Bacteria_16S 3725912 3726009 1 95 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequenc 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 


Thermomonosporaceae; Actinomadura. 
270172 Bacteria_16S 3728820 3728917 1 95 


luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Acti 


Thermomonosporaceae; Actinomadura. 
270172 Bacteria_16S 3731733 3731830 1 95 


Streptosporangineae; Thermomonosporaceae; 


gi|219846664 
3377063 33785 


gi|219846647 


gi| 219846634 


gi| 219846633 


gi| 219846608 


Micrococcineae 
gi|219846597 


gi|219846594 


Corynebacterin 
gi| 219846584 


Micrococcineae 
gi|219846581 


gi|219846580 


gi|219846573 


Micrococcineae 
gi| 219846500 


gi| 219846488 


gi|219846462 


gi|219846420 


gi|219846418 


gi|219846417 


gi|219846415 


ence 34673 


3491744 34932 


3493260 34945 


3607525 36089 
ales; Corynebac 


nebacterineae; 


3663577 36650 


ales; Corynebac 


nebacterineae; 


3724040 37254 


e 3725501 37269 


3728410 37298 


gi|219846413 


ref |NR_026256.1 
42 Kytococcus sedentarius Bacteria; 
Micrococcineae; Dermacoccaceae 
ref |NR_026239.1 
51 Oerskovia enterophila Bacteria; 
Micrococcineae; Cellulomonadac 
ref |NR_026226.1 
64 3416365 Cellul 


ref |NR_026225.1 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 341641 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actin 


ref |NR_026200.1 
11 Micrococcus lylae Bacteria; 
3; Micrococcaceae 
ref|NR_026189.1 
nomycetales; Mic 
ref|NR_026186.1 
93 Rhodococcus opacus Bacteria; 
eae; Nocardiacea 
ref|NR_026176.1 
02 Actinotalea fermentans Bacteria; 
; Cellulomonadac 
ref|NR_026173.1 
nomycetales; Cor 
ref|NR_026172.1 
tales; Pseudonoc 
ref|NR_026165.1 
04 Agromyces ramosus Bacteria; 


; Microbacteriac 
ref |NR_026092.1 


ref|NR_026080.1 
68 3626729 Mycoba 


ref |NR_026054.1 


ref|NR_026011.1 
52 3722442 Mycoba 
ref|NR_026009.1 
mycetales; Strep 


ref|NR_026008.1 


ref|NR_026006.1 
nomycetales; Str 


ref|NR_026004.1 


5 


0 


8 


2 


t 


M 


9 


t 


M 


5 


Kytococcus sedentarius 


; Kytococcus. 
Oerskovia enterophila 


eae; Oerskovia. 
Cellulomonas humilata 

omonas humilata 

ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Micrococcus lylae 


; Micrococcus. 
Arthrobacter 

2 3468823 Arthrobacter 

rococcineae; 


Rhodococcus opacus 


e; Rhodococcus. 
Actinotalea fermentans 


eae; Actinotalea. 
Mycobacterium 

9 Mycobacterium 

ynebacterineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Agromyces ramosus 


eae; Agromyces. 
Mycobacterium 

0 Mycobacterium 

erineae; 


Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


0 


1 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura 
8 Actinomadura 


eptosporangineae; 


Actinomadura coerulea 


strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 


270172 Bacteria_16S 4011565 4011662 1 95 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
270172 Bacteria_16S 4053897 4053994 1 95 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
270172 Bacteria_16S 4058432 4058529 1 95 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

270172 Bacteria_16S 4062939 4063036 1 95 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

270172 Bacteria_16S 4073546 4073643 1 95 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

270172 Bacteria_16S 4218243 42183401 95 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

270172 Bacteria_16S 4233401 4233498 1 95 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
270172 Bacteria_16S 389361 389457 1 94 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

270172 Bacteria_16S 406339 406435 1 94 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 


strain XILO8 16S 
Actinobacteria; 
Xylanibacterium. 


270172 Bacteria_ 


antarctica strai 
antarctica Bacte 
Pseudonocardiace 


270172 Bacteria_ 


pluranimalium st 
pluranimalium Ba 
Actinomycetaceae 


270172 Bacteria_ 


VKM Ac-1800 16S 
Actinobacteria; 


270172 Bacteria_ 


strain YIM90005 
Actinobacteria; 


270172 Bacteria_ 


cellulosilytica 
cellulosilytica 
Promicromonospor 


270172 Bacteria_ 


radiotolerans st 
radiotolerans Ba 
Kineosporiaceae; 


270172 Bacteria_ 


strain JCM 4837 
Actinobacteria; 


270172 Bacteria_ 


strain I-132 16S 
Actinobacteria; 


270172 Bacteria_ 


strain I-273 16S 
Actinobacteria; 


270172 Bacteria_ 


variabilis strai 
Bacteria; Actino 
Isoptericola. 


270172 Bacteria_ 


YIM 30243 16S ri 
Actinobacteria; 


270172 Bacteria_ 


ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Micr 


16S 506361 506457 1 94 gi 
n DVS 5al 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
ae; Pseudonocardia. 

16S 668680 668772 6 95 gi 
rain M430/94/2 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

16S 755731 755823 6 95 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 774063 774159 1 94 
1 
Actinobacteridae; Actinomycetales; Pseu 
16S 781822 781918 1 94 gi 
strain XILO7 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteri 
aceae; Xylanimonas. 

16S 851867 851963 1 94 gi 
rain SRS30216 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterida 
Kineococcus. 

16S 1085447 1085543 1 
1 
Actinobacteridae; Actinomycetales; 
16S 1114295 1114391 1 94 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 1115821 11159171 94 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Kine 
16S 1226154 1226250 1 94 gi 
n MX5 16S ribosomal RNA, partial sequen 
bacteria; Actinobacteridae; Actinomycet 


v 


gi 


gi 


94 gi 
Stre 
gi 


Kine 
gi 


16S 1325925 1326021 1 
bosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 


94 gi 


405881 40739 


6S ribosomal RNA, partial sequence 773630 77513 


6S ribosomal RNA, partial sequence 1085003 10864 


1113840 11153 


1115364 11168 


1325499 13269 


265678319 


ptomycinea 
265678299 


e; 


osporiinea 
265678298 


e; 


osporiinea 
219878300 
ce 12257 
ales; Micr 


e; 


219846136 


nebacterin 


16S 1360910 1361025 1 112 gi 


228719712 


e; Actinomycet 


ref 
81 Streptomyces 


ref 
13 Kineosporia rhamnosa Bacteria; 


ref 
39 Kineosporia succinea Bacteria; 


ref 
22 1227193 Isopt 
ococ 


ref 
44 Nocardia alba 
eae; 
ref 


s 


K 


K 


ales; Kineos 


NR_028621.1 


treptomyceta 
NR_028600.1 


ineosporiace 
NR_028599.1 


ineosporiace 
NR_025439.1 
e 
m. 


cineae; Pro 


NR_025726.1 


Nocardiacea 


3 Xylanibacterium ulmi Bacteria; 


ococcineae; Promicromonosporaceae; 
265678714|ref|NR_029019.1| Pseudonocardia 
quence 505922 507359 Pseudonocardia 
Actinomycetales; Pseudonocardineae; 
265678603|ref|NR_028908.1| Arcanobacterium 
al sequence 668320 669706 Arcanobacterium 
e; Actinomycetales; Actinomycineae; 
265678542 |ref|NR_028846.1]| Agromyces albus strain 
755262 756747 Agromyces albus Bacteria; 
ococcineae; Microbacteriaceae; Agromyces. 
265678530|ref|NR_028834.1| Prauserella alba 
2 Prauserella alba Bacteria; 
donocardineae; Pseudonocardiaceae; Prauserella. 
265678524|ref|NR_028828.1| Xylanimonas 
sequence 781358 782875 Xylanimonas 
dae; Actinomycetales; Micrococcineae; 
265678478 |ref|NR_028781.1| Kineococcus 
1 sequence 851409 852783 Kineococcus 


poriineae; 


Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Kineosporia rhamnosa 


ae; Kineosporia. 
Kineosporia succinea 


ae; Kineosporia. 
Isoptericola 
ricola variabilis 
icromonosporaceae; 


Nocardia alba strain 
Bacteria; 
e; Nocardia. 


NR_027584.1 


Acidimicrobium 


ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 


DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 


Acidimicrobiaceae 


270172 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


270172 Bacteria_16S 


caeruleus subsp. 


Actinomycetales; 


270172 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 


strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


270172 Bacteria_16S 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


270172 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


270172 Bacteria_16S 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


270172 Bacteria_16S 


strain YIM 90001 
Actinobacteria; A 


270172 Bacteria_16S 


pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 


270172 Bacteria_16S 


strain I 16S ribo 
Actinobacteria; A 


270172 Bacteria_16S 


; Acidimicrobium. 

1401553 1401649 1 94 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1494196 1494291 1 93 gi 
caeruleus strain DSM 44103 16S ribosomal 


Ac 


v 


Micromonosporineae; Micromonosporaceae; 


1501619 1501715 2 95 gi 
16S ribosomal RNA, complete sequence 
oc 
1528769 1528865 1 94 

S ribosomal RNA, partial sequence 


gi 


Strept 
1530277 1530373 1 94 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1746312 1746408 1 94 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1980359 1980451 6 95 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 
2149627 2149723 1 


s 
Ac 


1 
A 


al 
ba 


94 gi 


ctinobacteridae; Actinomycetales; Pseudo 
2513531 2513627 1 94 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 
2578456 2578552 1 94 gi 
ctinobacteridae; Actinomycetales; Micr 
2753931 2754023 1 90 gi 


oc 


228715351 


14011 
tinomyce 


219846703 


RNA, pa 


Couchiop 


219846604 


15011 
occineae 


219857434 
1528339 15297 


osporang 


219857433 


equence 
tinomyce 


219878376 


sequence 
ctinomyc 


219878208 


sequenc 


219857635 
16S ribosomal RNA, partial sequence 2149165 21506 


nocardin 


219857368 


25130 
Micr 


e 
es; 


219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 


occineae 


219857150 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27549 


Actinobacteria; A 
Planomonospora. 


270172 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


270172 Bacteria_16S 


strain DSM 43764 
Actinobacteria; A 
Actinomadura. 


270172 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


270172 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


270172 Bacteria_16S 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


270172 Bacteria_16S 


ctinobacteridae; Actinomycetales; Stre 


pt 
2898474 2898570 1 94 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
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270172 Bacteria_16S 426501 426596 1 93 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 
270172 Bacteria_16S 544367 544462 1 93 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
270172 Bacteria_16S 553566 553661 1 93 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 568850 568945 1 93 gi| 265678673 |ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
270172 Bacteria_16S 656555 656650 1 93 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 674766 674861 3 95 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
270172 Bacteria_16S 876074 876169 1 93 gi|265678461|ref|NR_028764.1| Streptomyces 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 
270172 Bacteria_16S 882089 882184 1 93 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 
270172 Bacteria_16S 1099083 1099178 1 93 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 
270172 Bacteria_16S 1307504 1307599 1 93 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 1425752 1425847 1 93 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 1427317 1427412 1 93 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 1488186 1488281 1 93 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 1589280 1589375 1 93 gi| 219878485 |ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 1590828 1590923 1 93 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 1592376 1592471 1 93 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 1593922 1594017 1 93 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 1595469 1595564 1 93 gi|219878481|ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 1597017 1597112 1 93 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Arthrobacter. 

270172 Bacteria_16S 225589 225686 1 95 gi|265678912|ref|NR_029220.1 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
270172 Bacteria_16S 245628 245725 1 95 gi| 265678898 |ref|NR_029206.1 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Rhodococcus. 

270172 Bacteria_16S 262087 262188 5 102 gi| 265678885 |ref|NR_029191.1 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubroba 
Rubrobacteraceae; Rubrobacter. 

270172 Bacteria_16S 268139 268232 4 94 gi| 265678881 |ref|NR_029187.1 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

270172 Bacteria_16S 398564 398661 1 95 gi| 265678789 |ref|NR_029094.1 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Nocardiaceae; Nocardia. 

270172 Bacteria_16S 461836 461933 1 95 gi| 265678743 |ref|NR_029048.1 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 46285 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
270172 Bacteria_16S 469348 469445 1 95 gi| 265678738 |ref|NR_029043.1 
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Micrococcaceae; Arthrobacter. 
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ciconiae strain B 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

270172 Bacteria_16S 579245 579342 1 95 gi|265678666|ref|NR_028971.1 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 885173 885270 1 95 gi|265678454|ref|NR_028756.1 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathay 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Rathayibacter. 

270172 Bacteria_16S 886707 886804 1 95 gi| 265678453 |ref|NR_028755.1 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
270172 Bacteria_16S 911267 911364 1 95 gi| 265678437 |ref|NR_028739.1 


VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 91228 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
270172 Bacteria_16S 1076437 1076534 1 95 gi|265678325|ref|NR_028627.1 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
270172 Bacteria_16S 1133903 1134000 1 95 gi| 253680767 |ref|NR_028015.1 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 113488 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 1217132 1217229 1 95 gi| 219878473 |ref|NR_025612.1 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
270172 Bacteria_16S 1256335 1256432 1 95 gi|219857144|ref|NR_024772.1 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


270172 Bacteria_16S 


strain LM 161 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
270172 Bacteria_16S 1421112 1421209 1 95 gi|224581444|ref|NR_027226.1 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 142216 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Micrococcaceae; Arthrobacter. 
270172 Bacteria_16S 1453345 1453442 1 95 gi|224581418|ref|NR_027199.1 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 145438 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Micrococcaceae; Arthrobacter. 
270172 Bacteria_16S 1500227 1500324 1 95 gi|219846622|ref|NR_026214.1 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequ 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; 
Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 
270172 Bacteria_16S 1604766 1604863 1 95 gi|219878474|ref|NR_025613.1 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
270172 Bacteria_16S 1606307 1606404 1 95 gi| 219878472 |ref|NR_025611.1 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 160731 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 
270172 Bacteria_16S 1625818 16259151 95 gi| 219878459 |ref|NR_025598.1 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 162685 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Intrasporangiaceae; Arsenicicoccus. 
270172 Bacteria_16S 1799172 1799269 1 95 gi|219878336|ref|NR_025475.1 
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270172 Bacteria_16S 1811483 1811580 1 95 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
270172 Bacteria_16S 1819160 1819257 1 95 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
270172 Bacteria_16S 1820693 1820790 1 95 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 
270172 Bacteria_16S 1822217 1822314 1 95 gi|219878321|ref|NR_025460.1| Agreia pratensis 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 
270172 Bacteria_16S 1834349 1834446 1 95 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 
270172 Bacteria_16S 1873993 1874090 1 95 gi| 219878285 |ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
270172 Bacteria_16S 1957523 1957620 1 95 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
270172 Bacteria_16S 1959079 1959176 1 95 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
270172 Bacteria_16S 2030636 2030733 1 95 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
270172 Bacteria_16S 2079814 2079911 1 95 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 
270172 Bacteria_16S 2195045 2195142 1 95 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
270172 Bacteria_16S 2346750 2346847 1 95 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
270172 Bacteria_16S 2348259 2348356 1 95 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
270172 Bacteria_16S 2357406 2357503 1 95 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 
270172 Bacteria_16S 2360445 2360542 1 95 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
270172 Bacteria_16S 2361963 2362060 1 95 gi|219857486|ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
270172 Bacteria_16S 2409062 2409147 11 93 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 
270172 Bacteria_16S 2454774 2454871 1 95 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
270172 Bacteria_16S 2516557 2516654 1 95 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
270172 Bacteria_16S 2655113 2655210 1 95 gi|219857221|ref|NR_024849.1| Corynebacterium 


thomssenii strain 


DSM 


44276 16S ribosomal RNA, partial sequence 


2654667 265613 


8 Corynebacterium 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


270172 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


270172 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


270172 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


270172 Bacteria_16S 


strain IFM 10088 


strain Al-3 16S r 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


270172 Bacteria_16S 


strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 


strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 


tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae 


270172 Bacteria_16S 


strain IAM 14848 


strain 10.268-1 1 


strain 801 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 


strain F98.3HR69 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


270172 Bacteria_16S 


strain DSM 44267 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


270172 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


270172 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


270172 Bacteria_16S 


strain DSM 9580 1 
Actinobacteria; A 


e; Corynebacterium. 
2656630 2656727 1 95 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2658155 2658252 1 95 gi 
NRRL B-3381 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; A 
Aeromicrobium. 

2659676 2659773 1 95 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
2688137 2688230 3 


93 gi 


2747996 2748093 1 95 
ibosomal RNA, partial sequence 


gi 


2784121 2784218 1 95 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
Okibacterium. 

2893996 2894093 1 95 
ribosomal RNA, partial sequence 


’ 


gi 


Micr 
2895491 2895588 1 95 gi 
ribosomal RNA, partial sequence 
Micr 
2896985 2897082 1 95 gi 
train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
; Mycetocola. 


2899988 2900084 1 


’ 


95 gi 


2985074 2985167 3 93 gi 


3006430 3006527 1 95 
bosomal RNA, partial sequence 


gi 


3098580 3098677 1 95 gi 


3119651 3119748 1 95 gi 
MMZ 2415 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 


3152679 3152776 1 95 gi 


3175555 3175652 1 95 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3207495 3207592 1 95 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3214991 3215088 1 95 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
3351510 3351607 1 


95 gi 


ctinobacteridae; Actinomycetales; Micr 


270172 Bacteria_16S 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 
2747544 27488 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 


2893553 28949 


2895048 28964 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 
3005987 30074 
occineae; 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 


6S ribosomal RNA, partial sequence 3351066 33525 


219857219 
1 sequence 
dae; Actin 


219857218 
sequence 
ctinomycet 


219857217 
26592 
Prop 


ales; 


219857197 


nebacterin 
219857155 


ococcineae 
219857127 
ial sequen 
Actinomy 


219856860 


ococcineae 
219856859 


ococcineae 
219856858 
sequence 
dae; Actin 


219856856 


ococcineae 
219846933 


nebacterin 
219846919 


oc 
219846856 


ococcineae 
219846842 
quence 
tinomyceta 


219846820 


ococcineae 

219846804 
sequence 

Actinomyc 


219846783 
ial sequen 
e; Actinom 


219846777 
32145 
Cory 


ales; 


219846683 


ococcineae 
219846645 


3400190 3400287 1 95 gi 


ref|NR_024847.1 
2656189 265766 
omycetales; Prop 


ref |NR_024846.1 
2657714 265918 
ales; Propioniba 


, 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae 


, 


ref|NR_024825.1 
eae; Nocardiacea 
ref |NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref |NR_024679.1 


7 Mi 
ref 


crobacteriac 
NR_024678.1 
; Microbacteriac 
ref|NR_024677.1 
2896542 289798 
omycetales; Micr 


ref|NR_024675.1 


7 Mi 
ref 


crobacteriac 
NR_026525.1 


Nocardiacea 
NR_026511.1 


eae; 
ref 


; Microbacteriac 
ref|NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref |NR_026434.1 

3119211 312059 
les; Corynebacte 


ref|NR_026412.1 


; In 
ref 


trasporangia 
NR_026396.1 
175122 317658 
etales; Coryneba 


w 


ref|NR_026375.1 
ce 3207052 320851 
ycetales; Coryne 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


ref|NR_026275.1 


7 Mi 
ref 


crobacteriac 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 
Okibacterium 
8 Okibacterium 


ccineae; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 


Corynebacterium 
3 Corynebacterium 
rineae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Corynebacterium 

0 Corynebacterium 

cterineae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Arthrobacter sulfureus 


NR_026237.1 


strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


270172 Bacteria_16S 


strain DSM 20119 


strain DSM 20138 


histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
270172 Bacteria_16S 


strain DSM 20116 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


270172 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


270172 Bacteria_16S 


strain DSM 20550 
Actinobacteria; A 


270172 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


270172 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


270172 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


270172 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


270172 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


270172 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


270172 Bacteria_16S 


strain DSM 20133 
Actinobacteria; A 


270172 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


270172 Bacteria_16S 


strain DSM 7485 1 
Actinobacteria; A 


270172 Bacteria_16S 


strain DSM 7486 1 
Actinobacteria; A 


270172 Bacteria_16S 


strain DSM 20542 
Actinobacteria; A 


270172 Bacteria_16S 


strain DSM 20528 
Actinobacteria; A 


270172 Bacteria_16S 


strain 234/92 16S 
Actinobacteria; A 


270172 Bacteria_16S 


3401716 3401813 1 95 gi 
oc 


3403256 3403353 1 95 gi 
oc 
3404786 3404883 1 95 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


ar 
ri 
3406312 3406409 1 95 gi 
oc 
3431616 3431713 1 95 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

3433065 3433162 1 95 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


s 
Ac 


en 
al 
3455652 3455749 1 95 gi 
ctinobacteridae; Actinomycetales; Micr 
3458675 3458772 1 95 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3460196 3460293 1 95 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

3461716 3461813 1 


oc 


al 
e; 


te 
ae 
95 gi 
ctinobacteridae; Actinomycetales; Micr 
3463239 3463336 1 95 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


rthrobacter. 
3464762 3464859 1 


oc 


ti 
da 
95 gi 
ctinobacteridae; Actinomycetales; Micr 
3466285 3466382 1 95 gi 


DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


oc 


se 
Ac 
3469333 3469430 1 95 gi 
ctinobacteridae; Actinomycetales; Micr 
3470851 3470948 1 95 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


oc 


s 


3513206 3513303 1 
6S ribos 
ctinobac 


95 gi 
teridae; Actinomycetales; Micr 
3514730 3514827 1 95 gi 
6S ribos 
ctinobac 


oc 


teridae; Actinomycetales; Micr 
3516248 3516345 1 95 gi 
16S ribo 
ctinobac 


oc 


teridae; Actinomycetales; Microc 


3517770 3517867 1 95 gi 


ctinobacteridae; Actinomycetales; Micr 
3571311 3571403 1 90 gi 
ribosomal RNA, partial sequence 

ctinobacteridae; Bifidobacteriales; 


oc 


Turi 


2198465 
omal RNA, partial sequence 3514284 35157 


2198465 
somal RNA, partial sequence 3515805 35172 


2198465 
16S ribosomal RNA, partial sequence 3517327 35187 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 


dae; 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270172 Bacteria_16S 219846623 


equence 


219846621 


ce 34326 
es; 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 


occineae 


219846603 


sequenc 


219846602 


sequenc 
Actino: 


v 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
occineae; 
219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


occineae 


219846598 


quence 
tinomyce 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 


occineae 


219846595 


equence 


Actinomyc 


219846567 
omal RNA, partial sequence 3512760 35142 
occineae; 


66 


occineae 
65 


occineae 
64 


occineae 


219846528 
3570843 35723 


cella. 


3712401 3712486 11 93 


gi 


219846428 


occineae 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 


occineae 
219846642 
tial seq 
Act 


occineae; 


tinomyce 


Cory 


Actinomycet 


ref|NR_026236.1 


7 Mi 
ref 


crococcaceae 
NR_026235.1 


; Micrococcaceae 
ref |NR_026234.1 
uence 340433 


inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
3 Micrococcacea 
ref|NR_026215.1 

3431175 343257 
tales; Corynebac 


ref |NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


ref|NR_026198.1 


; Micrococcaceae 
ref |NR_026195.1 
e 3458220 345969 
ales; Microc 


ref |NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
3; Micrococcaceae 
ref |NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
Micrococcacea 
NR_026190.1 
46730 
ococc 


tales; Micr 


ref|NR_026188.1 


Micrococcaceae 


etales; 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026156.1 
> Mi 
ref 


crobacteriac 
NR_026120.1 


ref|NR_026019.1 


Arthrobacter oxydans 


49 Arthrobacter oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


85 Arthrobacter ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 
e: 


Arthrobacter. 
Corynebacterium 
5 Corynebacterium 
terineae; 


v 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Arthrobacter agilis 


68 Arthrobacter agilis Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter citreus 


48 Arthrobacter citreus Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Turicella otitidis 


03 Turicella otitidis Bacteria; 


Actinoplanes 


auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Actinoplanes. 


270172 Bacteria_16S 3727366 3727463 1 95 gi| 219846416 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

270172 Bacteria_16S 3768876 3768973 1 95 gi 
michiganensis subspecies tessellarius strain 78181 16S 


ref 


219846385 
ribosomal 


ref 
RNA, 


inea 


NR_026007.1 
e; 


NR_025976.1 
partial se 


q 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura macra 


59 Actinomadura macra Bacteria; 
Thermomon 


osporaceae; 


Clavibacter 
uence 3768438 3769927 


Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 

270172 Bacteria_16S 4049509 4049606 1 95 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
270172 Bacteria_16S 4109754 4109851 1 95 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
270172 Bacteria_16S 4111320 41114171 95 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
270172 Bacteria_16S 4125036 4125133 1 95 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

270172 Bacteria_16S 4200007 4200104 1 95 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

270172 Bacteria_16S 135493 135589 5 98 gi| 265678972 |ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

270172 Bacteria_16S 159835 159927 6 95 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 


helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudoclavibacter. 
270172 Bacteria_16S 162767 162867 1 98 gi| 265678954 |ref 


epidermidis strain P159 16S ribosomal RNA, partial sequence 16233 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Brevibacterium. 

270172 Bacteria_16S 838362 838454 1 90 gi| 265678487 |ref 
strain AC 615 16S ribosomal RNA, partial sequence 837961 83941 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporanginea 
270172 Bacteria_16S 1090114 1090206 1 90 gi|265678316|ref 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


4 163815 Brevi 


1089685 10911 


b 
cineae; Bre 
NR_028790.1 


e; Streptosp 
NR_028618.1 
3 


Vv 


159387 160848 Pseudoclavibacter 
Micrococcineae; Microbacteriaceae; 
NR_029262.1| Brevibacterium 


acterium epidermidis 
ibacteriaceae; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea 
7 Nonomuraea 


roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

270172 Bacteria_16S 1108201 1108293 1 90 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

270172 Bacteria_16S 1112753 1112849 1 94 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

270172 Bacteria_16S 1132420 11325201 98 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

270172 Bacteria_16S 1289425 1289521 1 94 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 

270172 Bacteria_16S 1298368 1298468 1 98 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
270172 Bacteria_16S 1603227 1603327 1 98 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

270172 Bacteria_16S 1735590 1735686 3 96 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

270172 Bacteria_16S 2309016 2309108 1 90 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
270172 Bacteria_16S 2670065 2670157 1 90 gi|219857210|ref|NR_024838.1| Microbispora mesophila 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


270172 Bacteria_16S 2692598 2692690 1 90 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

270172 Bacteria_16S 2750941 2751033 1 90 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

270172 Bacteria_16S 2752435 2752527 1 90 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

270172 Bacteria_16S 2818769 2818861 1 90 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

270172 Bacteria_16S 2820262 2820354 1 90 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

270172 Bacteria_16S 2821756 2821848 1 90 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 

270172 Bacteria_16S 3200068 3200160 1 90 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 3249809 3249901 1 90 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 


strain DSM 43678 


strain DSM 43311 


Microtetraspora. 


270172 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


270172 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


270172 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


Strept 


3251309 3251401 1 90 gi 


Strept 


3366933 3367025 1 90 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3368433 3368525 1 90 gi 
DSM 44127 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Streptosporangium. 

3369929 3370021 1 90 gi 
M 44125 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Actin 
eae; Streptosporangium. 


s 


se 
Ac 


270172 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 
Streptosporangium 


270172 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


270172 Bacteria_16S 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


270172 Bacteria_16S 


strain IFO 14097 
Actinobacteria; A 


270172 Bacteria_16S 


strain IFO 14525 
Actinobacteria; A 


270172 Bacteria_16S 


strain IFO 14345 
Actinobacteria; A 


3371428 33715201 90 gi 
43023 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycetal 


3394117 3394217 1 98 


gi 
ctinobacteridae; Actinomycetales; Microc 
3617034 3617126 1 90 gi 
Ko2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3736111 3736203 1 90 


gi 


ctinobacteridae; Actinomycetales; 
3737570 3737662 1 90 


Strept 
gi 


ctinobacteridae; Actinomycetales; 
3739034 3739126 1 90 


Strept 
gi 


ctinobacteridae; Actinomycetales; Strept 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 


270172 Bacteria_16S 219846753 


16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 
219846672 


Actinomyc 


219846671 


219846670 


219846669 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 


219846494 


219846410 
16S ribosomal RNA, partial sequence 3735706 37371 


219846409 
16S ribosomal RNA, partial sequence 3737165 37385 


219846408 
16S ribosomal RNA, partial sequence 3738628 37400 


Streptosporangineae; 


osporang 


osporang 


equence 


quence 


nce 
omycetal 


e 33709 


es; 


occineae; 


36165 
es; 


osporang 


osporang 


osporang 


270172 Bacteria_16S 


3740498 3740590 1 90 gi 


niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


219846407 


ineae; 
ref 


ref 


etal 
tinomycetale 


es; 
ref 
99 3372445 Strept 
Streptos . 
ref 
ref 
66 3618027 Mycob 
Corynebacterineae; 


ref 


ineae; 
ref 


ineae; 
ref 


ineae; 
ref 


Streptosp 
NR_026345.1 


Streptosp 


NR_026264.1 
3366504 336795 
es; Streptos 


NR_026263.1 
3368004 336944 
s; Streptosp 


NR_026262.1 
3369499 337094 
Streptospora 
NR_026261.1 
porangineae 
NR_026241.1 


Brevibacteriac 


NR_026086.1 
a 
M 


NR_026001.1 


Streptosp 
NR_026000.1 


Streptosp 
NR_025999.1 


Streptosp 


Streptosporangiaceae; 


29 Nonomuraea salmonea Bacteria; 
orangiaceae; Nonomuraea. 
Microtetraspora glauca 
28 Microtetraspora glauca Bacteria; 
ineae; 


orangiaceae; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 


eae; Brevibacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


NR_025998.1 


Microtetraspora 


3740091 3741506 Microtetraspora niveoalba 


Streptosporangineae; 


Streptosporangiaceae; 


Streptosporangiaceae; 


Brevibacterium iodinum 
47 Brevibacterium iodinum Bacteria; 


Nonomuraea spiralis 
14 Nonomuraea spiralis Bacteria; 
orangiaceae; Nonomuraea. 
Nonomuraea recticatena 
77 Nonomuraea recticatena Bacteria; 
orangiaceae; Nonomuraea. 
Nonomuraea polychroma 

40 Nonomuraea polychroma Bacteria; 
orangiaceae; Nonomuraea. 


270172 Bacteria_16S 
strain T/457 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microtetraspora. 
270172 Bacteria_16S 
strain IFO 14094 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 


strain 104 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 
strain IFO 14745 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial 
saccharolytica Bacteria; 


Soehngenia. 


270172 Bacteria_16S 
permense strain VKM Ac-2280 16S ribosomal RNA, partial 
permense Bacteria; 
Brevibacterium. 
270172 Bacteria_16S 
strain KMM 3637 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
270172 Bacteria_16S 
camporealensis strain CRS-51 16S ribosomal RNA, partial 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
270172 Bacteria_16S 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 
ulcerans Bacteria; 
Corynebacteriaceae; Corynebacterium. 
270172 Bacteria_16S 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
270172 Bacteria_16S 
castelarensis strain BJ-608 16S ribosomal RNA, partial 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
270172 Bacteria_16S 
XILO1 16S ribosomal RNA, 
Actinobacteridae; 
270172 Bacteria_16S 
halotolerans strain YIM70093 16S ribosomal RNA, partial 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomy: 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 552111 552206 3 95 gi| 265678684 
aquilae strain S-613 16S ribosomal RNA, partial sequence 55170 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterium. 


270172 Bacteria_16S 598702 598797 1 93 gi| 265678653 
strain B22P3 16S ribosomal RNA, partial sequence 598291 59976 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
270172 Bacteria_16S 600232 600327 1 93 gi| 265678652 


cangkringensis strain D13P3 16S ribosomal RNA, partial 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
270172 Bacteria_16S 
appendicis strain 


appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Corynebacteriaceae; Corynebacterium. 
270172 Bacteria_16S 623117 623212 3 95 gi| 265678636 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequen 


aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Corynebacteriaceae; Corynebacterium. 
270172 Bacteria_16S 963851 963946 3 95 gi| 265678402 


strain Y9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
270172 Bacteria_16S 


aerofaciens 


aerofaciens Bacteria; Actinobacteria; 
Coriobacteriaceae; 


3741962 3742054 1 90 
ribosomal RNA, partial sequence 


gi| 219846406 
3741557 37429 


3743427 3743519 1 90 gi| 219846405 
16S ribosomal RNA, partial sequence 3743020 37444 


3744892 3744984 1 90 
16S ribosomal RNA, partial sequence 


gi|219846404 
3744485 37458 


3747814 3747906 1 90 gi| 219846402 
16S ribosomal RNA, partial sequence 3747408 37488 
4072016 4072108 5 94 219846171 
sequence 


Clostridiales; 


gi 


Firmicutes; Clostridia; 


4112865 41129651 98 219846142 
sequence 


Actinobacteria; Actinobacteridae; Actinomyceta 


gi 


4120418 4120518 1 98 gi| 219846137 
6S ribosomal RNA, partial sequence 4119951 41214 
68636 68731 3 95 265679018 
sequence 


Actino: 


gi 


117231 117326 3 95 gi| 265678984 


Actinobacteria; Actinobacteridae; Actinomyceta 


348859 348956 1 95 265678825 


34841 


gi 


368082 368177 1 93 265678809 


sequence 


gi 


Streptomyces. 

377173 377260 11 
complete sequence 
Actinomycetales; Micrococcineae; Microbacteriac 
428046 428141 3 95 gi| 265678769 
sequence 


95 gi| 265678803 


Cory 


sequence 

Actino: 
Streptomyces. 
607916 608011 3 95 gi| 265678646 
IMMIB R-3491 16S ribosomal RNA, partial sequenc 


963457 96488 


Streptosporangineae; 


Streptosporangineae; 


Streptosporangineae; 


Streptosporangineae; 


Clostridiales Family XI. 


376697 378215 Agromyces 


ref|NR_025997.1| Microtetraspora fusca 
69 Microtetraspora fusca Bacteria; 
Streptosporangiaceae; 


ref|NR_025996.1| Nonomuraea ferruginea 
34 Nonomuraea ferruginea Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_025995.1| Nonomuraea fastidiosa 
96 Nonomuraea fastidiosa Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_025993.1| Nonomuraea africana 
20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_025761.1| Soehngenia 

4071551 4073044 Soehngenia 
Incertae Sedis; 


ref 
4 
les; 


NR_025732.1| Brevibacterium 
112427 4113885 Brevibacterium 
Micrococcineae; Brevibacteriaceae; 


ref|NR_025727.1| Brevibacterium celere 
73 Brevibacterium celere Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref |NR_029326.1| Corynebacterium 
68186 69586 Corynebacterium 
mycetales; Corynebacterineae; 
ref|NR_029292.1| Corynebacterium 
116781 118270 Corynebacterium 


les; Corynebacterineae; 


ref|NR_029130.1| Agromyces hippuratus 
2 349877 Agromyces hippuratus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_029114.1| Streptomyces 

367645 369119 Streptomyces 
Streptomycineae; 
ref|NR_029108.1| Agromyces ulmi strain 
ulmi Bacteria; Actinobacteria; 


eae; Agromyces. 
ref|NR_029074.1| Corynebacterium 
427586 429077 Corynebacterium 


cetales; Corynebacterineae; 


ref|NR_028989.1| Corynebacterium 
3 553077 Corynebacterium aquilae 
nebacterineae; Corynebacteriaceae; 


ref|NR_028958.1 
1 Streptomyces 


Streptomyces javensis 
javensis Bacteria; 


e; Streptomycetaceae; Streptomyces. 
ref|NR_028957.1| Streptomyces 
599812 601293 Streptomyces 


mycetales; Streptomycineae; 
ref|NR_028951.1| Corynebacterium 
e 607486 608955 Corynebacterium 


tales; Corynebacterineae; 
ref|NR_028941.1| Corynebacterium 
ce 622694 624168 Corynebacterium 


etales; Corynebacterineae; 
ref|NR_028704.1| Nocardia cerradoensis 
2 Nocardia cerradoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 


1109713 1109808 1 93 gi| 265678302 
strain JCM 10188 16S ribosomal RNA, partial sequence 
Coriobacteridae; Coriobacte 
Collinsella. 


ref|NR_028604.1| Collinsella 
1109258 1110720 Collinsella 
riales; Coriobacterineae; 


270172 Bacteria_16S 1280263 1280360 1 95 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

270172 Bacteria_16S 1290897 1290992 3 95 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 1450349 1450444 3 95 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 1692882 1692973 5 93 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 


auripigmenti Bacteria; Firmicutes; Clostridia; Clostrid 
270172 Bacteria_16S 1855706 1855801 3 95 gi| 219878297 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 1858673 1858768 3 95 gi 
testudinoris strain CCUG 41823 16S ribosomal RNA, parti 
testudinoris Bacteria; Actinobacteria; Actinobacteridae 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 1901625 1901720 3 95 gi 
suimastitidis strain CCUG 39276 16S ribosomal RNA, part 
suimastitidis Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; Actinomyces. 

2036728 2036823 3 95 


iales; Peptococcaceae; Des 
ref|NR_025436.1 
1855266 185659 


ales; Corynebact 


ulfosporosinus. 

Corynebacterium 
9 Corynebacterium 
erineae; 


219878295 
al sequenc 


; Actinomy: 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


Corynebacterium 
1 Corynebacterium 
acterineae; 


219878262|ref|NR_025401.1 
ial sequence 1901160 190257 
e; Actinomycetales; Actino: 


Actinomyces 
5 Actinomyces 
mycineae; 


219878170|ref 


270172 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 


gi 


CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


20362 
Cory 


e 


es; neba 


NR_025309.1 
e. 
Cc 


84 2037751 Coryn 


cterineae; 


Corynebacterium 


bacterium simulans 
orynebacteriaceae; 


Corynebacterium. 
270172 Bacteria_16S 2155556 2155647 5 93 gi 
taiwanensis strain LS-293 16S ribosomal RNA, partial se 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; 

Rubrobacteraceae; Rubrobacter. 

270172 Bacteria_16S 2228344 2228431 11 95 gi| 219857580 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 22293 


219857631 
quence 
Rubrobacte 


ref|NR_025220.1 
2155131 215660 
rales; Rubrobact 


Rubrobacter 
6 Rubrobacter 
erineae; 


ref|NR_025168.1| Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

270172 Bacteria_16S 2246503 2246598 1 93 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270172 Bacteria_16S 2492363 2492458 1 94 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
270172 Bacteria_16S 2775118 2775213 1 93 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270172 Bacteria_16S 2838434 2838521 11 95 gi|219856898|ref|NR_024717.1| Agromyces bracchium 


strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
270172 Bacteria_16S 2839993 2840080 11 95 gi| 219856897 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
270172 Bacteria_16S 2901523 2901618 1 93 gi| 219856855 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
270172 Bacteria_16S 3097133 3097228 3 95 gi| 219846857 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 3148088 3148183 3 95 gi 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 

270172 Bacteria_16S 3154246 3154337 5 93 gi 
orientis strain DSM 765 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 
270172 Bacteria_16S 3178654 3178749 3 95 gi|219846802 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 
singulare Bacteria; 
Corynebacteriaceae; 


69 Agromyces bracchium Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_024716.1] Agromyces luteolus 
12 Agromyces luteolus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_024674.1| Leucobacter albus 
46 Leucobacter albus Bacteria; 
Microbacteriaceae; Leucobacter. 
NR_026449.1| Corynebacterium 
3096668 3098071 Corynebacterium 
les; Corynebacterineae; 


219846823 
31476 
Cory 


ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


Corynebacterium 

bacterium falsenii 
ales; orynebacteriaceae; 
219846819 
ence 31537 


ref|NR_026411.1 

64 3155274 Desulf 

Desulfosporosinus. 

ref |NR_026394.1| Corynebacterium 
3178210 3179532 Corynebacterium 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Corynebacterium. 


Desulfosporosinus 
osporosinus orientis 


270172 Bacteria_16S 3213470 3213565 3 95 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 3498154 3498249 3 95 gi|219846577|ref|NR_026169.1| Actinomyces radingae 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

270172 Bacteria_16S 3601913 3602011 3 98 gi| 219846505 |ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

270172 Bacteria_16S 3901229 3901320 1 89 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

270172 Bacteria_16S 4023670 4023757 11 95 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

270172 Bacteria_16S 567344 567410 1 66 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

270172 Bacteria_16S 1709758 1709855 1 95 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

270172 Bacteria_16S 2157122 2157204 11 90 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

270172 Bacteria_16S 3044276 3044366 1 88 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

270172 Bacteria_16S 3322644 3322734 6 93 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

270172 Bacteria_16S 3478498 3478596 3 98 gi|219846590|ref|NR_026182.1| Actinomyces georgiae 


strain 6843 DSM 
Actinobacteria; 


270172 Bacteria_ 


denticolens stra 
denticolens Bact 
Actinomycetaceae 


270172 Bacteria_ 


flavescens strai 
Bacteria; Actino 
Microbacterium. 


270172 Bacteria_ 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


270172 Bacteria_ 


dassonvillei sub 


1 


6S ribosomal RNA, partial sequence 3478022 34794 


Actinobacteridae; Actinomycetales; Actinomycineae 
16S 3479948 3480046 3 98 gi|219846589 
in NCTC 11490 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomyc 
; Actinomyces. 

16S 32358 32455 1 95 gi| 265679042 
n 401 16S ribosomal RNA, partial sequence 31915 
bacteria; Actinobacteridae; Actinomycetales; Micr 
16S 42749 42834 11 93 gi| 265679035 


strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 

16S 85035 85120 11 93 gi 


sp. dassonvillei strain IMRU 509 16S ri 


partial s 
idae; Acti 


265679006 
bosomal RN. 


; Actinomycetace 
ref|NR_026181.1 

3479494 348091 
etales; Actinomy 


ref|NR_029350.1 
33385 Microb 
ococcineae; Micr 


ref 
eque 
nomy 


NR_029343.1 
nce 42294 
cetales; Str 


ref 
A, Pp 


NR_029314.1 
artial seque 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


270172 Bacteria_ 


vanbaalenii stra 
vanbaalenii Bact 
Mycobacteriaceae 


270172 Bacteria_ 


aichiense strain 
Bacteria; Actino 
Mycobacterium. 


270172 Bacteria_ 


strain 47001 16S 
Actinobacteria; 


270172 Bacteria_ 


strain 358 16S r 
Actinobacteria; 


270172 Bacteria_ 
boenickei strain W5998 16S ribosomal RNA, partial sequence 


Streptosporangineae; Nocardiopsaceae; 

16S 115674 115771 1 95 gi 
n PYR-1 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

16S 227096 227193 1 95 gi 
49005 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


a: 
e 


, 


b 


16S 228602 228699 1 95 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 230110 230207 1 95 
ibosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
16S 480082 480179 1 95 


gi 


Cory 
gi 


Cory 
gi 


Nocardiops 
265678985 
uence 
Actinomyc 


265678911 
nce 22663 


ales; Cory 


265678910 


228138 22959 


nebacterin 
265678909 


229646 23110 


nebacterin 
265678731 


is. 
ref |NR_029293.1 
15240 116730 


etales; Coryneba 


R 


ref|NR_029219.1 
2 228087 Mycoba 
nebacterineae; M 


ref|NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref |NR_029217.1 
3 Mycobacterium 
eae; Mycobacteri 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 


ref |NR_029036.1 


Mycobacterium 


479623 481120 Mycobacterium boenickei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
270172 Bacteria_ 
aerolatum strain 


Bacteria; Actinob 


Microbacterium. 
270172 Bacteria_ 


strain ES10.1 16S 
Actinobacteria; Actinoba 


270172 Bacteria_ 
CMS 
Actinobacteridae; 
270172 Bacteria_ 
CMS 
Actinobacteridae; 
270172 Bacteria_ 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


270172 Bacteria_ 


frederiksbergense 
frederiksbergense 


Mycobacteriaceae; 
270172 Bacteria_ 


strain IBS G15036 
Bacteria; Actinob 


Corynebacterium. 
270172 Bacteria_ 


canariasense stra 
canariasense Bact 


Mycobacteriaceae; 
270172 Bacteria_ 
strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


270172 Bacteria_ 


paraoxydans strai 
Bacteria; Actinob 


Microbacterium. 


270172 Bacteria_16S 


rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 


270172 Bacteria_16S 


strain DSM 44515 


81 16S riboso 


76r 16S ribos 


16S 1233783 1233880 1 95 gi 


ribosomal RNA, partial sequence 


16S 1697522 1697619 1 95 gi 


1726433 1726530 1 95 gi 
DSM 44223 16S ribosomal RNA, partial s 


Mycobacterium. 


1729509 1729606 1 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


270172 Bacteria_16S 
strain JK 615 16S ribosomal RNA, partial sequence 


1732574 1732639 3 68 gi 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


270172 Bacteria_16S 


strain DSM 44494 


Actinobacteria; Actinobacteridae; Actin 
270172 Bacteria_16S 
metallicus strain 
Bacteria; Actinob 


Nocardiopsis. 


270172 Bacteria_16S 


cellulosilytica s 


cellulosilytica B 


Nocardiopsaceae; 


270172 Bacteria_16S 
halotolerans stra 
halotolerans Bact 


Nocardiopsaceae; 


270172 Bacteria_16S 
foliorum strain P 
foliorum Bacteria 


Microbacterium. 


270172 Bacteria_16S 


strain CCUG 41706 


1740207 1740292 11 
16S ribosomal RNA, par 


93 gi 
omycetales; Stre 
1743296 1743381 11 93 gi 
R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1852640 1852725 11 
train TB100 16S riboso 
acteria; Actinobacteri 
Thermobifida. 

1876976 1877061 11 93 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

1948516 1948613 1 95 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


93 gi 
mal RNA, partial 
a; Actinobacteri 


v 


1951632 1951725 3 93 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


270172 Bacteria_16S 


2033648 2033745 1 95 gi 


rain DSM 13468 16S ribosomal RNA, part 


Stre 


n CF36 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


a; Actinobacteria; Actinobacteridae; Act 


16S 618744 618841 1 95 gi| 265678639 
V-73 16S ribosomal RNA, partial sequence 61837 
acteria; Actinobacteridae; Actinomycetales; Micr 
16S 1130900 1130985 11 93 gi| 253680769 
ribosomal RNA, partial sequence 1130448 11319 
cteridae; Actinomycetales; Streptosporang 

16S 1136934 11370311 95 gi| 253680765 
mal RNA, complete sequence 1136447 1137959 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 
16S 1138485 1138582 1 95 gi| 253680764 


omal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Micr 


219878266 
ia 


cteria; Actinobacteria; Actinobacteridae; Actino: 
; Microbacterium. 

16S 1235297 1235394 1 95 gi| 219878254 
strain DSM 44346 16S ribosomal RNA, partial seq 
Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

16S 1489736 1489828 1 90 gi|219846947 
16S ribosomal RNA, partial sequence 14892 
acteria; Actinobacteridae; Actinomycetales; Cory 

16S 1560472 1560569 1 95 gi|219846147 
in 502329 16S ribosomal RNA, partial sequence 

eria; Actinobacteria; Actinobacteridae; Actinomy 
Mycobacterium. 

16S 1639438 1639523 11 93 gi| 219878450 


1638983 16404 
osporang 


pt 
219878409 
ence 16970 
ales; 


219878390 
equence 


inomycet 


219878388 


16S ribosomal RNA, partial sequence 1729064 17305 


nebacterin 
219878386 


1732113 17335 


Butyrivib 
219878380 


tial sequence 1739732 17412 


ptosporang 
219878378 
ce 17428 
ales; Stre 
219878299 
sequence 

dae; Actin 


19878283 
sequence 


2 
ak 
; Actinomy: 


219878229 
uence 
tinomyceta 


219878227 
19511 
nomycineae 


obacteriac 


1 sequen 


Micr 


ref 
1 6 


ref 


ref 


eae; 
ref 


eae; 
ref 


ref 


ref 


ref 


ref 


ref 


ref 
ales 
ref 


eae; 
ref 


rio. 
ref 
ref 
ptos 


ref 


ref 


ref 
les; 
ref 


7 Ac 


219878172 


smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 


ref 


ococ 


04 Nocardiopsis 
inea 


onia 


onia 


ce 1233340 12348 
myce 


uenc 
inomycetales; C 


76 1490698 Coryn 
neba 


1560055 15614 
ceta 


69 Nocardiopsis 
inea 


56 1698545 Micro 
ococ 


87 Butyrivibrio 
36 Nocardiopsis 
inea 


31 1744318 Nocar 


1852181 18536 
omyc 


1876505 18780 
ceta 


1948071 19495 


63 1952590 Actin 


NR_028944.1 
19715 Micro 
cineae; Mic 


NR_028017.1 


e; Nocardio 
NR_028013.1 
aurea Bact 
Leifsonia. 
NR_028012.1 
rubra Bact 
Leifsonia. 
NR_025405.1 
1 
tales; Micr 
NR_025393.1 
e 123486 
° 


NR_026539.1 
e 
cterineae; C 
NR_025737.1 
8 
les; Coryne 
NR_025589.1 


e; Nocardiop 
NR_025548.1 
b 


cineae; Micr 


NR_025529.1 


1725987 172747 


; Corynebact 


NR_025527.1 


19 Mycobacterium 


Mycobacteri 
NR_025525.1 


NR_025519.1 


e; Nocardiop 
NR_025517.1 
d 
porangineae; 
NR_025438.1 
7 
etales; Stre 
NR_025422.1 
0 
les; Strepto 
NR_025368.1 
5 
Micrococcin 
NR_025366.1 
fo} 
tinomycetace 
NR_025311.1 


b 
r 


e 


e 


fo} 


b 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Nocardiopsis exhalans 


exhalans Bacteria; 
Pp 


saceae; Nocardiopsis. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Microbacterium 
7 Microbacterium 
coccineae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Microbacterium 

acterium paraoxydans 

obacteriaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium agri 
agri Bacteria; 

aceae; Mycobacterium. 
Butyrivibrio hungatei 


hungatei Bacteria; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 

Nocardiopsaceae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Mycobacterium 


2033216 2034702 Mycobacterium 


smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


270172 Bacteria_16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


270172 Bacteria_16S 


strain KS9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270172 Bacteria_16S 


strain FI-13295 1 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


270172 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


270172 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


270172 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


270172 Bacteria_16S 


strain FI-25796 1 


halotolerans stra 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


270172 Bacteria_16S 


strain IFO 16295 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


270172 Bacteria_16S 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


270172 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


270172 Bacteria_16S 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


270172 Bacteria_16S 


strain DSM 40297 


Actinobacteria; Actinobacteridae; Actin 
270172 Bacteria_16S 


strain DSM 43377 
Actinobacteria; A 


270172 Bacteria_16S 


dassonvillei subs 


Actinomycetales; 


Nocardiopsis dassonvillei subsp. 


Mycobacterium. 
2131477 2131574 1 95 gi 
ATCC 27282 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

2252692 2252777 11 93 
bosomal RNA, partial sequence 


gi 


Stre 
gi 


pt 
2327251 2327348 1 95 
ne 
2328654 2328751 1 95 gi 
n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
2333256 2333341 11 
ain YIM 90004 16S ribo 
teria; Actinobacteria; 
Nocardiopsis. 

2401380 2401465 11 93 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
2510541 2510626 11 93 gi 

16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


al 


, 
93 gi 
somal RNA, parti 
Actinobacterida 


al 
e; 


ue 


al 


2593952 2594049 1 95 gi 
ne 
2627824 2627917 5 95 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2639955 2640052 1 95 gi 
16S ribosomal RNA, partial sequence 


ne 
ac 


ne 
2746581 2746678 1 95 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2770507 2770604 1 


eq 
e; 
95 gi 
ne 
2956132 2956229 1 95 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

2959051 2959148 1 95 gi 
FO 15074 16S ribosomal RNA, partial se 


; Actinobacteria; Actinobacteridae; Ac 


ia 
ae 


v 


qu 
ti 


3115055 31151521 95 gi 
DMMZ 1710 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


3255827 3255912 11 93 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
3257340 3257425 11 
16S ribosomal RNA, par 


s 
A 


93 gi 


Streptosporangineae; Nocardiopsaceae; No 


270172 Bacteria_16S 


strain 1A-C 16S r 


219857647 


219857564 
2252243 22536 


219857511 
6S ribosomal RNA, partial sequence 2326828 23282 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 219857510 
Actinomyc 


219857507 


219857459 
Actinomyc 


219857370 


219857272 
6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


270172 Bacteria_16S 219857246 


219857231 


219857156 


219857137 
16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Bacteria_16S 


219856819 


219856817 


219846845 


219846750 


219846749 
tial sequence 3256883 32583 


omycetales; Streptosporangineae; Nocardiop 

3258852 3258937 11 93 gi|219846748|ref|NR_026340.1 

16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis 
ctinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
3260362 3260447 11 93 gi| 219846747 |ref|NR_026339.1 
p- albirubida strain DSM 40465 16S ribosomal RNA, partial sequen 


ref |NR_025236.1 
131039 213248 


ales; Corynebact 


ND 


quence 
inomycet 


ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


osporang 


bacterin 


sequenc 


ref|NR_025095.1 
sequence 2332775 233429 
Actinomycetales; Strept 


ref|NR_025047.1 
2400924 240237 
etales; Streptos 


nce 


ref|NR_024958.1 
68 2511541 Nocard 


ptosporangineae; 


25100 
es; Stre 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024876.1 
22 2628862 Gracil 


bacterin 


e 26273 
illus. 

ref|NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref|NR_024784.1 
uence 2746146 274749 
Actinomycetales; Coryne 


26395 
bacterin 


ref|NR_024765.1 


bacterineae; Nocardiacea 
ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


1 sequen 
Actino: 


v 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


ence 
nomyceta 


ref |NR_026437.1 
3114620 311608 
ales; Micrococci 


uence 
inomycet 


’ 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


equence 
ctinomyc 


ref |NR_026341.1 
45 Nocardiopsis 


cardiopsis. 


3310531 3310627 1 95 gi 
ibosomal RNA, partial sequence 


219846713 
3310081 3311497 Georgenia muralis Bacteria; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Mycobacterium doricum 
doricum Bacteria; 

aceae; Mycobacterium. 
Microbacterium 

4 Microbacterium 

cineae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Gracilibacillus 
ibacillus halotolerans 


Mycobacterium alvei 

cterium alvei Bacteria; 

aceae; Mycobacterium. 
Rhodococcus 

3 Rhodococcus 

bacterineae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Microbacterium 

4 Microbacterium 

coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


ref|NR_026305.1 


Georgenia muralis 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 


270172 Bacteria_16S 
strain DSM 44183 


270172 Bacteria_16S 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
270172 Bacteria_16S 


austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
270172 Bacteria_16S 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
270172 Bacteria_16S 
strain DSM 20541 


270172 Bacteria_16S 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


270172 Bacteria_16S 


marinonascens strain DSM 43752 16S ribosomal RNA, partial 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
270172 Bacteria_16S 
strain DSM 20145 


270172 Bacteria_16S 
testaceum strain 


Microbacterium. 


270172 Bacteria_16S 


Microbacteriaceae; 
270172 Bacteria_16S 


3336281 3336378 1 


3337790 3337887 1 


3339302 3339399 1 


3398656 3398753 1 


3457181 3457278 1 


3475419 3475516 1 


3476946 3477043 1 


3505598 3505695 1 


3507115 3507212 1 


3508636 3508733 1 


3615525 3615622 1 


95 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


95 


95 


95 


95 


16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


95 


95 


95 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


95 


DSM 20166 16S ribosomal RNA, partial sequence 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


95 


2 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


95 


strain 1066 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


270172 Bacteria_16S 
strain ATCC 43910 


Mycobacterium. 
270172 Bacteria_16S 


strain NRRL B-16327 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


270172 Bacteria_16S 


lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequ 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; 
Glycomyces. 


Glycomycetaceae; 
270172 Bacteria_16S 
cosmeticum strain 


Mycobacteriaceae; 
270172 Bacteria_16S 
strain YIM 90010 


270172 Bacteria_16S 


strain MSS-155 16S ribosomal RNA, partial sequence 
Halobacillus. 


Firmicutes; 
270172 Bacteria_16S 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
270172 Bacteria_16S 


arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
270172 Bacteria_16S 


kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 
Bacillales; 


kaustophilus Bacteria; 
270172 Bacteria_16S 


novocastrense strain 73 16S ribosomal RNA, 


Bacillales; 


3636454 3636551 1 


4031320 4031413 6 


4034424 4034517 6 


4038894 4038991 1 


4061421 4061506 11 


4132638 41327315 


Bacillaceae; 
4216768 4216853 11 


158311 158407 1 


219679 219771 6 


Firmicutes; 
242585 242677 1 


95 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


96 


96 


95 


LTA-388 16S ribosomal RNA, partial sequence 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


93 


16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; 


95 


93 


94 


95 


90 


gi|219846694 


219846693 
sequenc 


gi 


gi|219846692 


gi| 219846646 
Actinomyc 


gi|219846605 


gi|219846592 


219846591 
sequenc 


gi 


gi| 219846572 


gi|219846571 


gi| 219846570 
Actinomy 


gi|219846495 
3615060 36165 


219846481 
36360 
Cory 


gi 


219846202 

40308 
Glyc 

219846200 


gi 


gi 
gi|219846197 
Actinomyce 
gi|219846178 
Streptosporang 


gi| 219846125 
4132144 41336 


gi| 219846063 


Actinomy 
265678957 


sequence 
Actinomyc 


gi 


gi| 265678916 


Bacillaceae; Geoba 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; Coryne 


ref|NR_026286.1 
03 Mycobacterium 


ref |NR_026285.1 
e 3337354 333881 


ref|NR_026284.1 


333886 


NR_026238.1 
3398202 339968 
etales; Micrococ 


ref|NR_026197.1 
69 Nesterenkonia 
3 Micrococcaceae 
ref|NR_026184.1 


eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 


ref |NR_026164.1 
; Microbacteriac 
ref |NR_026163.1 

3506673 350814 
ales; Micrococci 


ref|NR_026162.1 
3508192 350966 
cetales; Microco 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 
ref|NR_025792.1 
omycineae; Glyco 
ref|NR_025790.1 
ence 403395 


ref |NR_025787.1 
4038441 403994 
tales; Corynebac 


ref|NR_025768.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025715.1 
65 Halobacillus 


ref|NR_025653.1 
4216320 421777 
cetales; Strepto 


ref |NR_029265.1 

157869 159336 
etales; Micrococ 
ref|NR_029224.1 
19184 220608 
cillus. 


nN 


gi| 265678900 


complete sequence 


Mycobacterium hodleri 
hodleri Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 
3 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


Corynebacterineae; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Nesterenkonia halobia 
halobia Bacteria; 
; Nesterenkonia. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Actinomycetales; Glycomycineae; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Halobacillus locisalis 


locisalis Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Microbacterium 
Microbacterium 
cineae; 


Geobacillus 
Geobacillus 


ref|NR_029208.1 
242123 243639 


Mycobacterium 
Mycobacterium 


novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


270172 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


270172 Bacteria_16S 
antiquum strain V. 


antiquum Bacteria 
Brevibacterium. 


270172 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


270172 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


270172 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


270172 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


270172 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


270172 Bacteria_16S 


thermacidophilum 


Bifidobacteriales 


Mycobacterium. 


osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacteri 
1330486 1330578 6 95 gi 
subsp. porcinum strain P3-14 16S ribos 


Bifidobacteriaceae; Bifidobacterium. 


’ 


1207714 12091 


ales; Cori 


219846082 
omal RNA, 


obacterineae; Co 


ref 
comp 


NR_025672.1 
lete sequenc 


336787 336879 6 95 gi| 265678833 |ref|NR_029138.1| Parascardovia 
n B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
ria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
420253 420353 1 98 gi|265678774|ref|NR_029079.1| Brevibacterium 
KM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
441980 442072 6 95 gi|265678760|ref|NR_029065.1| Bifidobacterium 
strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
509392 509487 3 95 gi|265678712|ref|NR_029017.1| Corynebacterium 
106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
874625 874717 1 90 gi|265678462|ref|NR_028765.1| Streptosporangium 
CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Streptosporangium. 
1106651 1106743 1 90 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
1208168 1208236 1 68 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


270172 Bacteria_16S 1345836 1345928 1 90 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

270172 Bacteria_16S 1448900 1448996 1 94 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

270172 Bacteria_16S 1760046 1760138 1 90 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

270172 Bacteria_16S 1761567 1761659 1 90 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

270172 Bacteria_16S 1763089 1763181 1 90 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; 


270172 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


270172 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


270172 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


270172 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


270172 Bacteria_16S 
subterraneus strain 34 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


Brachybacterium. 

1870933 1871025 6 95 gi| 219878287 |ref|NR_025426.1 
ibosomal RNA, partial sequence 1870444 18719 
lales; Bacillaceae; Geobacillus. 

2070638 2070730 6 95 gi| 219878143 |ref|NR_025282.1 
ain XE 16S ribosomal RNA, complete sequence 2070125 207167 
teria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

2182934 2183026 1 90 gi|219857611|ref|NR_025200.1 
ain HKU8 16S ribosomal RNA, partial sequence 2182453 218387 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomyces. 

2254228 2254292 5 68 gi|219857563|ref|NR_025151.1 
Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporan 
tes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 

2312080 2312172 6 95 gi|219857521|ref|NR_025109.1 


tes; Bacillales; Bacillaceae; Geobacil 


lus. 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Thermobacillus 
8 Thermobacillus 


Actinomyces 
7 Actinomyces 
mycineae; 


Sporanaerobacter 
aerobacter acetigenes 


e Sedis; 


Geobacillus 


2311580 2313074 Geobacillus subterraneus 


270172 Bacteria_16S 2519591 2519659 1 68 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

270172 Bacteria_16S 2883522 28836145 94 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

270172 Bacteria_16S 3068432 3068528 1 94 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

270172 Bacteria_16S 3357720 3357812 1 90 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

270172 Bacteria_16S 3359284 3359376 1 90 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

270172 Bacteria_16S 3413926 3414022 5 98 gi|219846635|ref|NR_026227.1| Actinomyces israelii 
strain CIP 103259 16S ribosomal RNA, partial sequence 3413473 3414913 Actinomyces israelii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
270172 Bacteria_16S 3430247 3430342 3 95 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 3502543 3502635 1 90 gi|219846574|ref|NR_026166.1| Brevibacterium linens 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
270172 Bacteria_16S 3510158 3510254 1 94 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

270172 Bacteria_16S 45764 45851 11 95 gi| 265679033 |ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
270172 Bacteria_16S 573352 573447 3 95 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 665746 665837 5 93 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

270172 Bacteria_16S 836885 836972 11 95 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

270172 Bacteria_16S 957752 957843 6 94 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

270172 Bacteria_16S 1147566 1147653 11 95 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

270172 Bacteria_16S 1203615 12037101 93 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

270172 Bacteria_16S 1205122 12052171 93 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

270172 Bacteria_16S 1705200 1705295 1 93 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

270172 Bacteria_16S 1770522 1770617 3 95 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

270172 Bacteria_16S 1790064 1790155 6 94 gi|219878342|ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

270172 Bacteria_16S 1803835 1803926 6 94 gi|219878333|ref|NR_025472.1| Virgibacillus 


necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


1803341 1804862 Virgibacillus 


270172 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


270172 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


270172 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


270172 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain IFO 15616 


1880098 1880189 5 

FKBS1 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; Clostridiale 
1910323 1910418 1 93 gi 
ain CCUG 41710 16S ribosomal RNA, part 


93 gi 
complete seque 


ia 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


2903060 2903157 1 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


270172 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


270172 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


270172 Bacteria_16S 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


270172 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


270172 Bacteria_16S 


polysaccharolytic 


Thermoanaerobacte 


270172 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


270172 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


270172 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


270172 Bacteria_16S 


stercorihominis D 
stercorihominis D 


270172 Bacteria_16S 


strain R5292 16S 


3234713 3234804 5 93 gi 
JW265 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Syntroph 
3434425 3434520 3 95 gi 
CC 29592 16S ribosomal RNA, partial sequ 
Actinobacteria; Actinobacteridae; Actin 
e; Corynebacterium. 

3496644 3496739 1 93 gi 
DSM 20642 16S ribosomal RNA, partial s 


um strain KMTHCJT 16S ribosomal RNA, par 


Thermoanaerobacterium polysaccharolyticum Bacteria; 


rales; Thermoanaerobacterales Family III 
335221 335311 6 93 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
653592 653654 5 66 gi 
MV1087 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostrid 
993118 993208 6 93 gi 
OM 16S ribosomal RNA, complete sequence 
tes; Clostridia; Clostridiales; Syntroph 
1182422 11825155 95 gi 
SM 17244 16S ribosomal RNA, partial sequ 
SM 17244 Bacteria; Firmicutes; Clostridi 
1682208 1682306 3 98 gi 
ribosomal RNA, partial sequence 


ri 


219878279 


219878256 


2266147 22676 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
219846764 


219846620 


219846578 
equence 


265678834 


265678614 


265678382 


228717350 


219878420 
1681727 16832 


ref 
nce 
S; 


Veillonel 


ref 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomyces. 

1953084 1953179 3 95 gi|219878226|ref|NR_025365.1 
CCUG 39784 16S ribosomal RNA, partial sequence 1952641 195404 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
e; Corynebacterium. 

2266627 2266718 6 94 gi| 219857555 |ref|NR_025143.1 


ref 


occineae; 
ref 
ce 32342 
omonadaceae; 
ref 
ence 

omycetales; 


ref 


tial sequence 
Firmicutes; 
Incertae Sedis; 
ref 
5 336267 


33475 
ales; Bi 
ref 
3 654605 
Calo 
ref 
4 994134 
eae; 
ref 


ce 65316 
iaceae; 


99261 
omonadac 


RR 


ence 
a; Clostridi 
ref 


ales; 


NR_025418.1 
1879598 18811 
laceae; 
NR_025395.1 
1 sequence 1909867 19112 


NR_024673.1 
77 Zimmermannella alba Bacteria; 
Microbacteriac 
NR_026356.1 
98 3235755 Thermo 
Thermosynt 
NR_026212.1 
3433993 34353 
Corynebacte 


NR_026170.1 
3496207 34976 


NR_029139.1 


fidobacteriaceae 
NR_028919.1 


ranaerobacte 
NR_028684.1 


Syntrophomo 
NR_027562.1 
181973 118343 


3 
Prop 


8 


xr 


7 
r 


4 


teria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriob 
; Coriobacterium. 

3584932 3585023 5 93 gi|219846519|ref|NR_026111.1 
M 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phasco 
tes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobac 

33887 33981 3 94 gi| 265679041 |ref|NR_029349.1 
98 16S ribosomal RNA, partial sequence 33436 34786 Atopob 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 

269632 269694 5 66 gi|265678880|ref|NR_029186.1 


269183 


Clostridia; 


Thermo 
Bifido 
Calor 


a 


Syntro 


Eubact 


NR_025559.1 
34 Actinomyces oricola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
270172 Bacteria_16S 1767515 1767580 5 68 gi|219878359|ref|NR_025498.1 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedime 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 
Sedimentibacter. 

270172 Bacteria_16S 2337618 2337680 5 66 gi|219857503|ref|NR_025091.1 


strain BG29 16S r 
Firmicutes; Clost 


270172 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


270172 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


270172 Bacteria_16S 


pomorum strain 3A 
Bacteria; Firmicu 


270172 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriaceae; 
2396828 2396890 5 66 gi 
in LBS3 16S ribosomal RNA, partial seque 
eria; Firmicutes; Clostridia; Clostridia 


2507474 2507536 5 66 gi 
16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Clostrid 
2722655 2722717 5 66 gi 
ribosomal RNA, partial sequence 

Bacillales; Alicyclobacillaceae; 
2787280 2787342 5 66 gi 
16S ribosomal RNA, partial sequence 
Bacillales; Alicyclobacillaceae; Al 


cTT3 
tes; 


16S 


tes; Al 


CP-1 
tes; 


2337153 23386 


219857462 


219857372 


219857173 


219857125 


Heliobacterium 
nce 
les; Clo 
ref 
25070 
iaceae; 
ref 
27221 
icyclobacill 
ref 


us. 


NR_025050.1 
2396386 23978 
stridiales Fami 


NR_024960.1 
00 2508520 Thermo 
Thermohalobacte 
NR_024801.1 
61 2723688 Alicyc 


NR_024753.1 


1 
ak 


r 


Propionispora 
1 Propionispora 
ionispora. 

Actinomyces 
2 Actinomyces 
mycineae; 


Corynebacterium 
7 Corynebacterium 


terineae; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Zimmermannella alba 


eae; Pseudoclavibacter. 
Thermosyntropha 
syntropha lipolytica 
opha. 
Corynebacterium 
3 Corynebacterium 
ineae; 


Coriobacterium 
1 Coriobacterium 
acterineae; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 

Thermoanaerobacterium 

270620 


anaerobacterium. 

Bifidobacterium 
bacterium subtile 
; Bifidobacterium. 

Caloranaerobacter 
naerobacter azorensis 
r. 

Syntrophomonas 
phomonas sapovorans 
nas. 

Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Actinomyces oricola 


ae; Actinomyces. 

Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Thermohalobacter 
halobacter berrensis 
Alicyclobacillus 

lobacillus pomorum 


Alicyclobacillus 


2786786 2788314 Alicyclobacillus herbarius 


icyclobacillus. 


270172 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


270172 Bacteria_16S 


strain M408/89/1 


2975937 2975999 5 

osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3201509 3201609 1 98 gi 


66 gi 


cl 


219846939 
2975480 29769 
ostridiu 
219846787 
16S ribosomal RNA, partial sequence 3201064 32024 


ref |NR_026531.1 
Mm. 


ref |NR_026379.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacte 
Corynebacterium. 
270172 Bacteria_16S 3230109 32301715 66 gi| 219846767 |ref|NR_026359.1 


strain DSM 10022 
Firmicutes; Clost 


270172 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


270172 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


270172 Bacteria_16S 


nitratireducens s 
nitratireducens B 


270172 Bacteria_16S 


strain N-3 16S ri 


ridia; Clostridiales; Clostridiales Fami 
3511680 3511777 1 95 gi 
SM 20427 16S ribosomal RNA, partial se 


Actinobacteria; Actinobacteridae; Ac 


qu 
ti 


, 


4032870 4032960 6 93 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4172726 4172788 5 66 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 


al 


1 
ri 


16S ribosomal RNA, partial sequence 3229651 32311 


ly XI. 


219846568 


ence 


nomyceta 


219846201 
40324 
Glyc 
219846098 
sequence 


es; 


diales; 


4212142 42122045 66 gi 
bosomal RNA, complete sequence 


219846067 
4211641 42131 


30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026160.1 

3511236 351270 
les; Micrococcin 


I 


ref |NR_025791.1 
ineae; Glyco: 
ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025657.1 


omyc 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 

Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 


mycetaceae; 
Garciella 
8 Garciella 
Garciella. 
Geobacillus lituanicus 


Glycomyces. 


63 Geobacillus lituanicus Bacteria; 


Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 
Halobacillus litoralis 


litoralis Bacteria; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Anaerovorax 
Anaerovorax 

XIII. Incertae Sedis; 


Succinispira mobilis 


mobilis Bacteria; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Halobacillus 
cillus karajensis 


Halobacillus trueperi 
cillus trueperi 


Brevibacterium 
9 Brevibacterium 


cineae; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Amphibacillus 
acillus fermentum 


Paenibacillus 
acillus granivorans 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

270172 Bacteria_16S 48821 48916 1 93 gi| 265679031 |ref|NR_029339.1 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
270172 Bacteria_16S 100345 100438 5 95 gi| 265678996 |ref|NR_029304.1 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

270172 Bacteria_16S 564336 564433 1 95 gi|265678676|ref|NR_028981.1 
strain LV3 16S ribosomal RNA, partial sequence 563902 56532 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
270172 Bacteria_16S 664167 664260 5 95 gi| 265678606 |ref|NR_028911.1 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family 
Anaerovorax. 

270172 Bacteria_16S 726310 726391 5 83 gi|265678564|ref|NR_028868.1 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

270172 Bacteria_16S 839943 840036 5 95 gi| 265678486 |ref|NR_028789.1 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis 
Bacillales; Bacillaceae; Geobacillus. 

270172 Bacteria_16S 1220093 1220154 6 66 gi|219878362|ref|NR_025501.1 
strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 12211 

Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 

270172 Bacteria_16S 1262286 1262382 1 95 gi| 219846681 |ref|NR_026273.1 
strain CBS 107.95 16S ribosomal RNA, partial sequence 1261851 1263306 Dietzi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; D 
270172 Bacteria_16S 1702204 17022975 95 gi|219878406|ref|NR_025545.1 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

270172 Bacteria_16S 1823803 1823896 5 95 gi|219878320|ref|NR_025459.1 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

270172 Bacteria_16S 1937801 1937898 1 95 gi|219878236|ref|NR_025375.1 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 193875 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Brevibacteriaceae; Brevibacterium. 

270172 Bacteria_16S 1968240 1968301 6 66 gi|219878216|ref|NR_025355.1 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 19691 

Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

270172 Bacteria_16S 2119427 21195205 95 gi| 219857655 |ref|NR_025244.1 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

270172 Bacteria_16S 2190586 2190679 5 95 gi|219857605|ref|NR_025193.1 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

270172 Bacteria_16S 2345279 2345372 6 96 gi| 219857497 |ref|NR_025085.1 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270172 Bacteria_16S 2512048 2512133 11 93 gi|219857369|ref|NR_024957.1 


strain VKM Ac-145 
Actinobacteria; A 


7 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


Nocardiopsis tropica 


2511592 2513043 Nocardiopsis tropica Bacteria; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


270172 Bacteria_16S 
meridiei strain S 
Bacteria; 
270172 Bacteria_16S 
halophilum strain 
halophilum Bacter 
270172 Bacteria_16S 
phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 
270172 Bacteria_16S 
strain DSM 20748 
Firmicutes; 
270172 Bacteria_16S 
strain DZZM 328 1 


Firmicu 


Bacil 


2547869 2547957 5 93 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2877293 2877386 5 95 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2968252 2968349 1 95 gi 


eria; Actinobacteria; Actinobacteridae 
eae; Microlunatus. 


3362436 3362529 5 95 gi 


lales; Bacillaceae; Salimicrobium. 


3435856 3435941 3 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 
270172 Bacteria_16S 
sanguinis strain 
sanguinis Bacteri 
270172 Bacteria_16S 
strain C3H-21 16S 


4082829 4082918 6 93 gi 


a; Firmicutes; Bacillales; Paenibacill 
4243918 42440101 90 gi 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270172 Bacteria_16S 
strain McClung 20 
Bacteria; 
270172 Bacteria_16S 
strain IP 2227 16 
Firmicutes; 
270172 Bacteria_16S 
A strain ELTDK 10 
Bacteria; 
270172 Bacteria_16S 
saeculare strain 
Bacteria; Actinob 
270172 Bacteria_16S 
strain CCUG 42773 


Firmicu 


Clost 


Firmicu 


208818 208882 5 68 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
211926 211990 5 68 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

313769 313833 5 68 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
338352 338444 6 95 gi 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
595891 595955 3 66 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


270172 Bacteria_16S 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 
270172 Bacteria_16S 
strain T7 16S rib 
Firmicutes; 
270172 Bacteria_16S 
iheyensis HTE831 
Bacteria; 
270172 Bacteria_16S 


subsp. 
subsp. 


270172 Bacteria_16S 
agaridevorans str 
agaridevorans Bac 
270172 Bacteria_16S 
scardovii strain 

scardovii Bacteri 
Bifidobacterium. 

270172 Bacteria_16S 
strain ATCC 35585 
Firmicutes; 
270172 Bacteria_16S 
chinjuensis strai 
Bacteria; 
270172 Bacteria_16S 


subsp. 


subtilis subsp. 
270172 Bacteria_16S 
campinasensis str 
campinasensis Bac 
270172 Bacteria_16S 


Bacil 


Firmicu 


subtilis s 
subtilis B 


Clost 


Firmicu 


spizizenii 
s 


920603 920671 1 68 gi 
strain RHS1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Coriobacte 
Slackia. 

1008304 1008396 6 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1155089 1155181 6 95 


s 
s 
i 


95 gi 


gi 
tes; Bacillales; Bacillaceae; Oceanoba 
1315145 1315237 6 95 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1778036 1778128 6 95 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1832905 1832997 6 95 gi 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; B 
2059975 2060055 5 82 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Eubacteriaceae; 

2431873 2431965 6 95 gi 
n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2550870 2550962 6 95 gi 
strain NRRL B-23049 16S ribosomal RNA 
pizizenii Bacteria; Firmicutes; Bacill 
2643105 2643197 6 95 gi 
ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 


2679194 2679286 6 95 gi 


in NM-1 16S ribosomal RNA, partial seque 


2301083 16S ribosomal RNA, partial seque 


219857345 
25473 
occaceae; 
219856873 
quence 

e; Salimic 
219846945 
nce 
Actinomy 


, 


219846675 


16S ribosomal RNA, partial sequence 3361953 33634 


219846619 


6S ribosomal RNA, partial sequence 3435424 34367 


nebacterin 
219846164 
nce 

aceae; Pae 
219722939 


4243475 42448 


ococcineae 
265678923 
20835 
idiaceae; 
265678921 


211461 21296 


265678851 
31331 
idiaceae; 
265678832 
nce 33788 
riales; Bi 
265678655 
59545 
nomycineae 
265678431 
al sequenc 
ridae; Cor 


265678372 


1007814 10092 


253680753 


16S ribosomal RNA, partial sequence 1154576 11561 


cillus. 
228716557 
1 sequence 
laceae; Ba 
219878351 
1 sequence 
cillaceae; 
219878313 
sequence 
ifidobacte 


219878150 
20595 
Eubacteriu 
219857436 
nce 24314 
nibacillus 
219857343 
, partial 
ales; Baci 
219857229 
uence 
cillaceae; 
219857203 


juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 


ref 


Desu 
ref 


robi 
ref 


ceta 


ref 


ref 


eae; 


ref 


niba 
ref 


; De 
ref 


Clos 


ref 


ref 


Clos 
ref 


fido 
ref 


¢ Ac 
ref 


ioba 


ref 


ref 


ref 


CLL 
ref 


Pae 
ref 


rial 


ref 


m. 
ref 


ref 
sequ 
llac 

ref 


Pae 
ref 


74 2548878 Desul 


2876799 28783 


2967820 29692 


41 Salimicrobium 


4082348 40838 


5 209857 Clost 


5 314767 Clost 


6 339399 Bifido 


5 596820 Actin 


e 920164 92162 


1314657 13161 


1777548 17790 


1832458 18338 


20 2060972 Eubac 


10 2432897 Paeni 


2642624 26441 


NR_024933.1 
£ 
1lfosporosinu 
NR_024692.1 
1 
um. 
NR_026537.1 
8 
les; Propion 


NR_026267.1 


NR_026211.1 


Corynebacte 
NR_025754.1 
2 
cillus. 
NR_024571.1 


rmabacterace 
NR_029231.1 
r 
tridium. 
NR_029229.1 


NR_029157.1 
xr 
tridium. 
NR_029137.1 


bacteriaceae 
NR_028960.1 
fo) 
tinomycetace 
NR_028733.1 
8 
cteriales; C 


NR_028674.1 


NR_028001.1 


NR_027552.1 
7 
us. 
NR_025490.1 
5 
nibacillus. 
NR_025452.1 
3 
es; Bifidoba 
NR_025289.1 
Ci 


NR_025024.1 
b 


NR_024931.1 
ence 255039 
eae; Bacillu 
NR_024857.1 
3 
nibacillus. 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Salimicrobium 
5 Salimicrobium 


Microlunatus 
7 Microlunatus 


ibacterineae; 


Salimicrobium album 
album Bacteria; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Paenibacillus 
2 Paenibacillus 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Clostridium sporogenes 
idium sporogenes 


Clostridium baratii 


8 Clostridium baratii Bacteria; 
Clostridium. 


Clostridium botulinum 
idium botulinum A 


Bifidobacterium 
bacterium saeculare 
Bifidobacterium. 
Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 

Slackia 

Slackia 
oriobacterineae; 


’ 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Bacillus subtilis 
3 Bacillus subtilis 


Paenibacillus 
6 Paenibacillus 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Eubacterium sulci 
erium sulci Bacteria; 


Paenibacillus 
acillus chinjuensis 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Paenibacillus 
1 Paenibacillus 


NR_024831.1 


Lentibacillus 


2678696 2680219 Lentibacillus 


270172 Bacteria_16S 2870970 2871062 6 95 gi| 219856877 |ref|NR_024696.1 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 28720 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
270172 Bacteria_16S 2875712 2875804 6 95 gi|219856874|ref|NR_024693.1 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 28767 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
270172 Bacteria_16S 2881977 2882069 6 95 gi|219856870|ref|NR_024689.1 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 28830 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
270172 Bacteria_16S 2886394 2886458 5 68 gi|219856865|ref|NR_024684.1 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial s 


equence 2885932 288740 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Eubacterium 
8 Eubacterium 


nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


270172 Bacteria_16S 2887920 2887984 5 68 gi|219856864|ref|NR_024683.1 
6S ribosomal RNA, partial sequence 2887459 28889 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eu 
270172 Bacteria_16S 3035145 3035209 5 68 gi| 219846899 |ref|NR_026491.1 
strain DS1 16S ribosomal RNA, partial sequence 3034695 30361 


strain JCM 6484 1 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 


270172 Bacteria_16S 3036668 3036732 5 68 gi|219846898|ref|NR_026490.1 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial s 


sartagoforme Bacteria; Firmicutes; Clostridia; Clostridia 
270172 Bacteria_16S 3121112 31211765 68 gi| 219846841 |ref|NR_026433.1 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial seq 


oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacill 


270172 Bacteria_16S 3122659 3122723 5 68 gi|219846840|ref|NR_026432.1 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneur 
270172 Bacteria_16S 3248430 3248494 5 68 gi|219846755|ref|NR_026347.1 
strain WV6 16S ribosomal RNA, partial sequence 3247999 32493 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 


270172 Bacteria_16S 3360871 3360963 6 95 gi|219846676|ref|NR_026268.1 
halophilus strain DSM 20408 16S ribosomal RNA, partial se 


halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; 


270172 Bacteria_16S 3501101 3501165 5 68 gi| 219846575 |ref|NR_026167.1 
6S ribosomal RNA, partial sequence 3500724 35020 


strain DSM 1785 1 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 


270172 Bacteria_16S 3710889 3710953 5 68 gi|219846429|ref|NR_026020.1 


strain Pasteur II 


I 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 


270172 Bacteria_16S 3719859 3719923 5 68 gi|219846422|ref|NR_026013.1 
strain 2585 16S ribosomal RNA, complete sequence 3719395 37209 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 


270172 Bacteria_16S 4105265 4105357 6 95 gi| 219846149 |ref|NR_025739.1 
S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 


strain MB 1871 16 
Firmicutes; Bacil 


270172 Bacteria_16S 144572 144659 11 95 gi|265678966|ref|NR_029274.1 
ribosomal RNA, partial sequence 144082 14559 


strain 55134 16S 


lales; Paenibacillaceae; Paenibacillus. 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


270172 Bacteria_16S 204153 204216 6 68 gi| 265678927 |ref|NR_029235.1 


thermophilum strain H-6-12 16S ribosomal RNA, complete se 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dicty 


xylanilyticus strain XIL14 16S ribosomal RNA, complete se 


xylanilyticus Bac 


270172 Bacteria_16S 392555 392646 6 94 gi|265678793|ref|NR_029098.1 


teria; Firmicutes; Bacillales; Paenibaci 


massiliensis strain 2301065 16S ribosomal RNA, partial se 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacil 


270172 Bacteria_16S 432698 432789 6 94 gi|265678766|ref|NR_029071.1 


favisporus strain GMP01 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paeni 


270172 Bacteria_16S 606413 606504 6 94 gi| 265678647 |ref|NR_028952.1 


picturae strain R-5321 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobaci 


270172 Bacteria_16S 718535 718626 6 94 gi| 265678569 |ref|NR_028873.1 


marismortui strain 123 16S ribosomal RNA, complete sequen 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacil 


270172 Bacteria_16S 761759 761850 6 94 gi| 265678538 |ref|NR_028842.1 


nematophilus strain NEMla 16S ribosomal RNA, partial sequ 


nematophilus Bact 


270172 Bacteria_16S 959289 959380 6 94 gi|265678405|ref|NR_028707.1 


eria; Firmicutes; Bacillales; Paenibacil 


bacterium. 


ostridium. 


equence 3036217 303768 
les; Clostridiaceae; Clo 


uence 3120644 312214 
aceae; Aneurinibacillus 


ce 3122191 3123687 Ammoni 
inibacillus group; Ammon 
ostridium. 
quence 3360383 336190 
Marinococcus 
ostridium. 
3710425 3711931 Clostr 


ostridium. 


ostridium. 


occineae; Jonesiaceae; J 


quence 203662 205201 


oglomaceae; Dictyoglomus. 
270172 Bacteria_16S 375603 375694 6 94 gi|265678804|ref|NR_029109.1 


quence 375101 376646 
llaceae; Paenibacillus. 


quence 392074 393575 
laceae; Paenibacillus. 


ce 432196 433742 Paenib 
bacillus. 


e 605920 607435 Oceano 
llus. 


ce 718019 719581 Virgib 
lus. 


ence 761257 762788 
laceae; Paenibacillus. 


Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 
6 Clostridium 
stridium. 
Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Marinococcus 
2 Marinococcus 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Dictyoglomus 
Dictyoglomus 


Paenibacillus 
Paenibacillus 


Paenibacillus 
Paenibacillus 


Paenibacillus 
acillus favisporus 


Oceanobacillus 
bacillus picturae 


Virgibacillus 
acillus marismortui 


Paenibacillus 
Paenibacillus 


selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 


selenitireducens 


Bacteria; Firmicutes; Bacillales; Bacill 


aceae; Bacillus. 


Bacillus 
Bacillus 


270172 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


270172 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


270172 Bacteria_16S 


metallireducens s 
metallireducens B 


270172 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


270172 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


270172 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


270172 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


270172 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


270172 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


270172 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


270172 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


270172 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


270172 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


270172 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


270172 Bacteria_16S 
6S ribosomal RNA, partial sequence 3538695 35402 


strain DSM 8721 1 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


270172 Bacteria_16S 


restrictus strain 
restrictus Bacter 


270172 Bacteria_16S 


chlororespirans s 
chlororespirans B 


270172 Bacteria_16S 


1006843 1006934 6 94 
ribosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1911804 1911895 6 94 gi 


Pae 
gi 


tes; Bacillales; Paenibacillaceae; 


1942323 1942414 6 94 


Paenibacillus 
94 gi 


lales; Paenibacillaceae; 
2038285 2038376 6 


lales; Bacillaceae; Virgibacillus. 
2047671 2047762 6 94 
ibosomal RNA, complete sequence 


gi 


Bacillus. 
94 


lales; Bacillaceae; 
3540761 3540852 6 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

3665634 3665725 5 93 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3685295 3685386 5 93 gi 
train Co23 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3881239 3881330 6 94 gi 


gi 


265678373 


1006359 10077 


1687712 16892 


219878255 


16S ribosomal RNA, partial sequence 1911333 19128 


lales; Planococcaceae; Ureibacillus. 
1914849 1914940 6 94 gi| 219878252 
n CM1l 16S ribosomal RNA, partial sequence 19143 


nibacillus 
219878233 


16S ribosomal RNA, partial sequence 1941853 19433 


219878169 


16S ribosomal RNA, partial sequence 2037802 20393 


219878160 


2047168 20487 


219846549 


complete sequence 3540266 35417 


219846461 
quence 
les; Pepto 
219846447 
sequence 
ridiales; 
219846308 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacte 


r. 


ref|NR_028675.1| Bacillus mucilaginosus 
63 Bacillus mucilaginosus Bacteria; 


lales; Bacillaceae; Bacillus. 

1046535 1046626 6 94 gi|265678347|ref|NR_028649.1| Cerasibacillus 
ain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
teria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

1244399 1244490 5 93 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
train 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

1341173 1341264 5 93 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
irmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

1435059 1435150 6 94 gi|224581431|ref|NR_027213.1| Paenibacillus 
n 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 


tes; Bacillales; Paenibacillaceae; Paenibacillus. 

1510759 1510822 6 68 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ia; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

1688200 1688291 6 94 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Ureibacillus terrenus 
terrenus Bacteria; 


ref |NR_025394.1 
21 Ureibacillus 


Paenibacillus 
acillus azoreducens 


ref|NR_025391.1 
61 1915860 Paenib 
ref|NR_025372.1 
47 Paenibacillus 


Paenibacillus cookii 
cookii Bacteria; 


ref |NR_025308.1 
07 Virgibacillus 


Virgibacillus proomii 
proomii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


ref|NR_025299.1 
07 Paenibacillus 


lales; Paenibacillaceae; Paenibacillus. 

2387767 2387858 6 94 gi| 219857468 |ref|NR_025056.1| Thermoanaerobacter 
n KB1l 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

2788833 2788924 6 94 gi|219857124|ref|NR_024752.1| Paenibacillus 
n TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

2983580 2983671 6 94 gi|219846934|ref|NR_026526.1| Bacillus vedderi 
bosomal RNA, partial sequence 2983106 2984583 Bacillus vedderi Bacteria; 
lales; Bacillaceae; Bacillus. 

3001918 3002009 6 94 gi|219846922|ref|NR_026514.1| Brevibacillus 
n BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
tes; Bacillales; Paenibacillaceae; Brevibacillus. 

3027513 3027604 5 93 gi|219846905|ref|NR_026497.1| Desulfonispora 
strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 

3155834 3155925 5 93 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
n DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

3174032 3174123 6 94 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

3539189 3539280 6 94 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


Dehalobacter 
8 Dehalobacter 
obacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref|NR_025898.1| Thermoanaerobacter 
3880766 3882287 Thermoanaerobacter 


ref|NR_026053.1 
3665143 366662 
coccaceae; Dehal 
ref|NR_026038.1 
3684807 368631 


270172 Bacteria_16S 3904335 3904426 6 94 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270172 Bacteria_16S 4209086 4209177 6 94 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

270172 Bacteria_16S 4237927 4238018 5 93 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
270172 Bacteria_16S 24740 24802 5 66 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270172 Bacteria_16S 53597 53659 5 66 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
270172 Bacteria_16S 101913 102003 6 93 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

270172 Bacteria_16S 104947 105037 6 93 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
270172 Bacteria_16S 257703 257765 5 66 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
270172 Bacteria_16S 271163 271229 3 68 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

270172 Bacteria_16S 328953 329017 5 68 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

270172 Bacteria_16S 332149 332211 5 66 gi| 265678839 |ref|NR_029144.1| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

270172 Bacteria_16S 394046 394112 3 68 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

270172 Bacteria_16S 483156 483218 5 66 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
270172 Bacteria_16S 700489 700579 6 93 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270172 Bacteria_16S 706244 706310 3 68 gi|265678578|ref|NR_028883.1| Dorea longicatena 
strain 111-35 16S ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

270172 Bacteria_16S 764887 764949 5 66 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

270172 Bacteria_16S 797111 797201 6 93 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270172 Bacteria_16S 801789 801851 5 66 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

270172 Bacteria_16S 827722 827784 5 66 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

270172 Bacteria_16S 829298 829360 5 66 gi|265678493|ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

270172 Bacteria_16S 846033 846099 3 68 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270172 Bacteria_16S 850343 850405 5 66 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

270172 Bacteria_16S 889719 889805 1 84 gi| 265678451 |ref|NR_028753.1| Actinomadura 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 


catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; Actinomadura. 


270172 Bacteria_16S 
koreensis strain 


Bacteria; 


Firmicutes; 
270172 Bacteria_16S 


898938 899028 6 93 gi 
Y¥C300 16S ribosomal RNA, partial seque 
Bacillales; Paenibacillaceae; Pae 
905043 905133 6 93 gi 


siderophilus strain SR4 16S ribosomal RNA, partial sequ 


siderophilus Bacteria; 


Firmicutes; Clostridia; Thermoan 


Thermoanaerobacter. 


270172 Bacteria_16S 


909699 909765 3 68 gi 


xylanovorans strain HESP1 16S ribosomal RNA, partial se 


xylanovorans Bacteria; 
270172 Bacteria_16S 


Firmicutes; Clostridia; 
931361 931427 3 68 gi 


algidixylanolyticum strain SPL73 16S ribosomal RNA, par 


algidixylanolyticum Bacteria; 
270172 Bacteria_16S 
strain BT-H1 16S 
Clostridia; 
270172 Bacteria_16S 


Firmicutes; 


Firmicutes; Clostridia; C 
939109 939171 5 66 gi 
ribosomal RNA, complete sequence 

Clostridiales; Heliobacteriacea 
1034238 1034328 6 93 gi 


danicus strain DB4 16S ribosomal RNA, partial sequence 


Bacteria; 


Firmicutes; 
270172 Bacteria_16S 


Bacillales; Paenibacillaceae; Ane 
1063180 1063242 5 66 gi 


Clostridiales; 


938639 94015 
e; Heliorestis. 


265678355 
10337 
urinibacil 

265678335 


acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclob 


270172 Bacteria_16S 
20544 16S ribosomal RNA, partial sequence 
Firmicutes; 
270172 Bacteria_16S 


DSM 
Bacteria; 


1164225 11642875 66 gi 


Clostridia; Clostridiales; Veillo 
1171812 11718745 66 gi 


peptidovorans DSM 11002 16S ribosomal RNA, partial sequ 


peptidovorans DSM 
Dethiosulfovibrio. 
270172 Bacteria_16S 


11002 Bacteria; Synergistetes; Synerg 


1200526 1200588 5 66 gi 


colombiense DSM 12261 16S ribosomal RNA, partial sequen 


12261 Bacteria; 
270172 Bacteria_16S 


Synergistetes; Synergistia; Synergistal 
1236851 1236917 3 68 gi 


paucivorans strain SYR1 16S ribosomal RNA, partial sequ 


Bacteria; 


Bacteria; 


Bacteria; 
Sedis; 


270172 Bacteria_16S 
brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; 
270172 Bacteria_16S 

strain ATCC 29176 
29176 Bacteria; 
270172 Bacteria_16S 
strain TN-272 16S 
Clostridia; 
270172 Bacteria_16S 


Firmicutes; 


Firmicutes; 
270172 Bacteria_16S 

cellulosolvens 6 
Firmicutes; 
270172 Bacteria_16S 

owensensis OL 16S 
Firmicutes; 
Caldicellulosiruptor. 


Lachno 
gi 


Clostridia; Clostridiales; 
1302923 1302989 3 68 


Eubact 
gi 


Clostridia; Clostridiales; 
1304514 1304616 6 104 
ribosomal RNA, partial sequence 
Clostridia; Thermoanaerobacterale 


1313557 1313647 6 93 gi 
16S ribosomal RNA, 


Thermoanaerobacteraceae; Thermo 
1363860 1363926 3 68 gi 
16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
1408994 1409060 3 68 gi 
ribosomal RNA, partial sequence 

Clostridiales; Clostridiaceae; 
1491214 1491280 3 68 gi 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 


WM1 


Firmicutes; 


270172 Bacteria_16S 
brockii subsp. 


Bacteria; 
270172 Bacteria_16S 
51271 16S ribosomal RNA, 
Clostridia; Clostridiales; Lachnospiraceae; 


Firmicutes; 


Clostridia; Clostridiales; Cl 
1498726 1498792 3 68 gi 
complete sequence 


1506054 1506144 6 93 gi 


lactiethylicus strain SEBR 5268 16S ribo 


Thermoanerobacter brockii subsp. lactiethylicus 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermo 
1518097 1518163 3 68 gi 


270172 Bacteria_16S 
strain PC18 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 
270172 Bacteria_16S 
strain PC80 16S ribosomal RNA, partial sequence 


Firmicutes; 


1519609 1519675 3 68 gi 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


270172 Bacteria_16S 


1524244 15243065 66 gi 


strain ATCC 35185 16S ribosomal RNA, partial sequence 


Bacteria; 


Firmicutes; 


Clostridia; Clostridiales; Veillo 


228720667 


1163739 11652 


nellaceae; 
228719312 
ence 11713 
istia; 


228715386 
ce 12000 
es; 
219878251 
ence 12363 
spiraceae; 
219846514 


16S ribosomal RNA, partial sequence 1302478 13039 


eriaceae; 
219846460 


1304017 13055 


228718892 
partial se 


anaerobact 
228719063 

13634 

Ruminococc 
224581401 


1408524 14099 


Clostridiu 
219846902 
14907 
ostridiace 
219846656 


1498269 1499735 Caton 


Catonella 
219846365 
somal RNA, 
Bacteria; 
anaerobact 
219857618 


1517647 15191 


Hespellia 
219857617 


1519166 15206 


Hespellia 

219857527 
15237 

nellaceae; 


acillaceae; 


Synergistales; 


Synergistaceae; 


s; Thermoanaerobacterales 


Streptosporangineae; 


265678445|ref|NR_028747.1| Paenibacillus 

nce 898427 899962 Paenibacillus koreensis 

nibacillus. 

265678441|ref|NR_028743.1| Thermoanaerobacter 

ence 904558 906118 Thermoanaerobacter 

aerobacterales; Thermoanaerobacteraceae; 

265678438|ref|NR_028740.1| Clostridium 

quence 909211 910743 Clostridium 
Clostridiaceae; Clostridium. 

265678424|ref|NR_028726.1| Clostridium 

tial sequence 930884 932385 Clostridium 

lostridiales; Clostridiaceae; Clostridium. 

265678419|ref|NR_028721.1| Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


ref|NR_028657.1| Aneurinibacillus 

71 1035187 Aneurinibacillus danicus 

lus group; Aneurinibacillus. 

ref |NR_028637.1| Alicyclobacillus 
1062699 1064231 Alicyclobacillus 
Alicyclobacillus. 

ref|NR_027596.1| Mitsuokella multacida 
49 Mitsuokella multacida DSM 20544 
Mitsuokella. 
ref|NR_027582.1| Dethiosulfovibrio 
45 1172849 Dethiosulfovibrio 
Synergistaceae; 


ref |NR_027531.1| Aminobacterium 

61 1201579 Aminobacterium colombiense DSM 
Aminobacterium. 
ref|NR_025390.1| Parasporobacterium 

92 1237878 Parasporobacterium paucivorans 
Parasporobacterium. 

ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
Family III. Incertae 


ref|NR_027577.1| Thermoanaerobacter 
quence 1313094 1314606 


er. 
ref|NR_027579.1| Ruminococcus lactaris 
15 1364816 Ruminococcus lactaris ATCC 
aceae; Ruminococcus. 

ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 


m. 

ref|NR_026494.1| Clostridium 

49 1492247 Clostridium saccharolyticum 
ae; Clostridium. 

ref|NR_026248.1| Catonella morbi ATCC 
ella morbi ATCC 51271 Bacteria; 
ref|NR_025956.1| Thermoanerobacter 


partial sequence 1505601 1507107 
Firmicutes; Clostridia; 


er. 

ref|NR_025207.1| Hespellia stercorisuis 
15 Hespellia stercorisuis Bacteria; 
ref|NR_025206.1| Hespellia porcina 

14 Hespellia porcina Bacteria; 
ref|NR_025115.1| Selenomonas sputigena 


42 1525238 Selenomonas sputigena 
Selenomonas. 


270172 Bacteria_16S 


strain 16351 16S 


1670116 1670182 3 68 
ribosomal RNA, partial sequence 


gi 


219878428 
1669639 16711 


ref|NR_025567.1| Clostridium bolteae 
36 Clostridium bolteae Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270172 Bacteria_16S 1779585 1779675 6 93 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270172 Bacteria_16S 1800701 1800791 6 93 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270172 Bacteria_16S 1925635 1925725 3 89 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

270172 Bacteria_16S 2032136 2032198 5 66 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

270172 Bacteria_16S 2192082 2192176 4 95 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

270172 Bacteria_16S 2225249 2225339 6 93 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270172 Bacteria_16S 2226810 2226900 6 93 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270172 Bacteria_16S 2289460 2289526 3 68 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

270172 Bacteria_16S 2325730 2325796 1 66 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 


Clostridiaceae; C 


270172 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


270172 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


270172 Bacteria_16S 


viterbiensis stra 
viterbiensis Bact 


270172 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


270172 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


270172 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


270172 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


270172 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


270172 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


270172 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


270172 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


270172 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


Clostridium stercorarium subsp. 


lostridium. 

2339168 23392305 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2351251 2351313 5 66 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2405975 2406037 5 66 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2451718 2451808 6 93 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2453241 2453331 6 93 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2466859 2466925 3 68 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

2504398 2504464 3 68 gi 
Rl 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2728835 2728897 5 66 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2755468 2755530 5 66 gi 
ToBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2757047 2757109 5 66 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


66 gi 
qu 
di 


ne 


1 
ia 
1 
ti 


1 
ti 


cl 


sp 


qu 
ac 


ne 
er 


al 
di 


2785700 2785762 5 66 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2791728 2791794 3 68 gi 


ia 
cl 


ridia; Clostridiales; Lachnospiraceae; C 


270172 Bacteria_16S 


2874137 2874227 6 93 gi 


leptospartum Bacteria; 


219857502 


ence 
ales; 


23507 


les; 


25039 
iraceae; 


219857168 


ence 
illac 


e 27 
ales; 


549 
Th 


219857148 


sequ 
ales; 


enc 
cl 


219857126 


1 seq 
obaci 


uen 
lla 


219857122 
16S ribosomal RNA, partial sequence 2791299 27926 


Oprococc 


219856875 


naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 


Firmicutes; 


He 
219857493 


rgistace 
219857456 
sequence 
Clo 
219857418 
sequence 
nomyceta 
219857417 
sequence 
nomyceta 
219857405 
2466381 24678 
ostridiu 
219857379 


eae 
219857149 


Clostridia; Clostridiales; 
Heliobacterium 

4 Heliobacterium 
Heliobacterium. 
Dethiosulfovibrio 

sulfovibrio marinus 

ibrio. 

Caloramator 

6 Caloramator 

oramator. 


ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025044.1 
2405537 240701 
stridiaceae; Cal 
ref|NR_025006.1| Seinonella 
2451243 2452743 Seinonella 
ceae; Seinonella. 
ref|NR_025005.1 
2452794 245426 
ceae; Thermoflavimicrobium. 
ref|NR_024993.1| Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 
m. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024796.1 
2728379 272981 
; Alicyclobacill 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


Thermoflavimicrobium 
8 Thermoflavimicrobium 


Sporobacterium 
acterium olearium 


Alicyclobacillus 

6 Alicyclobacillus 

us. 

Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


Alicyclobacillus 
5 Alicyclobacillus 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicyclobacillus. 
ref|NR_024750.1] Coprococcus catus 
13 Coprococcus catus Bacteria; 
us. 
ref|NR_024694.1| Pullulanibacillus 
2873633 2875172 Pullulanibacillus 


270172 Bacteria_16S 3032095 3032161 3 68 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270172 Bacteria_16S 3083643 3083733 6 93 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

270172 Bacteria_16S 3157422 3157488 3 68 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

270172 Bacteria_16S 3231636 3231702 1 66 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

270172 Bacteria_16S 3301386 3301452 3 68 gi|219846720|ref|NR_026312.1| Blautia schinkii 


strain B 16S ribo 
Clost 
270172 Bacteria_16S 
strain DSM 7083 1 


Clostridia; 


Firmicutes; 


Bacteria; 


Firmicutes; 


Bacteria; 


ridiales; Blautia. 

3356157 3356223 1 66 gi 
oc 
3365480 3365542 5 66 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3482894 3482956 5 66 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3594159 35942251 66 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3595699 3595765 3 68 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3597227 3597293 3 68 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3598780 3598846 3 68 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3763062 3763128 3 68 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3829634 3829696 5 66 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
3831174 38312365 66 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3834062 3834124 5 66 gi 


ri 


al 


1 
di 


cl 


eC; 


en 
co 


fois 


di 
219846512 
sequence 
cl 
219846511 
3595254 35967 
ostridiu 
219846509 
en 
sp 
219846508 
al sequenc 
idiales; 
219846390 
al sequenc 
iales; 
219846342 
3829173 38306 
Helioba 
219846341 


somal RNA, partial sequence 3300930 3302411 Blaut 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270172 Bacteria_16S 
proteoclasticus s 
proteoclasticus B 
270172 Bacteria_16S 
acetireducens str 
acetireducens Bac 
270172 Bacteria_16S 
cellobioparum str 
cellobioparum Bac 
270172 Bacteria_16S 
strain 743A 16S r 
Clost 
270172 Bacteria_16S 
lentocellum strai 
Firmicu 
270172 Bacteria_16S 
celerecrescens st 
celerecrescens Ba 
270172 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bact 
270172 Bacteria_16S 
ATCC 35205 16S ri 
Clost 
270172 Bacteria_16S 
flavefaciens stra 
Firmicu 
270172 Bacteria_16S 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Rumin 


diales; 


219846587 
sequenc 
cl 


ales; 


ales; 


ce 35967 
iraceae; 


ce 38307 
ccaceae; 


219846339 


occineae 
219846673 
al seque 


Cc 


Lac 


ia schinkii Bacteria; Firmicutes; 
ref|NR_026271.1| Dermabacter hominis 
06 Dermabacter hominis Bacteria; 
; Dermabacteraceae; Dermabacter. 
ref|NR_026265.1] Caloramator 
nce 3365034 3366453 Caloramator 
Clostridiaceae; Caloramator. 
ref|NR_026179.1| Clostridium 
e 3482431 3483932 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_026104.1| Clostridium 

3593717 3595203 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_026103.1] Clostridium populeti 
42 Clostridium populeti Bacteria; 
m. 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Butyrivibrio. 
ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 
cterium. 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025929.1 
ococcus albus 7 


Clostridium 
idium lentocellum 
m. 

Clostridium 
6 Clostridium 
lostridium. 

Butyrivibrio 
4 Butyrivibrio 


Ruminococcus 
coccus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

270172 Bacteria_16S 3879670 3879732 5 66 gi|219846309|ref|NR_025899.1| Caloramator fervidus 

strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

270172 Bacteria_16S 3882811 3882901 6 93 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 

brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

270172 Bacteria_16S 4025148 4025214 3 68 gi|219846206|ref|NR_025796.1| Clostridium jejuense 

strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270172 Bacteria_16S 4048031 4048093 5 66 gi|219846188|ref|NR_025778.1| Alicyclobacillus 

vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 

Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

270172 Bacteria_16S 4076552 40766145 66 gi|219846168|ref|NR_025758.1| Mahella australiensis 

strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 

Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 

Mahella. 

270172 Bacteria_16S 4078132 40781945 66 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 

phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 

phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

270172 Bacteria_16S 4198529 4198619 6 93 gi|219846076|ref|NR_025666.1| Paenibacillus 


ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 


ehimensis Bacteri 


a; Firmicutes; Bacillales; Paenibacillac 


eae; Pae 


4198059 4199510 Paenibacillus 
nibacillus. 


270172 Bacteria_16S 


thermobenzoicum s 


Clostridiales; Pe 


270172 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


270172 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


270172 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


270172 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


270172 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


270172 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


270172 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


270172 Bacteria_16S 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


270172 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


270172 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


270172 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


270172 Bacteria_16S 


strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 


270172 Bacteria_16S 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


270172 Bacteria_16S 


thermocisternum s 
thermocisternum B 


270172 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain 653 16S ri 
Firmicutes; Clost 


270172 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


270172 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


4230384 4230446 5 66 gi 
ubsp. thermosyntrophicum strain TPO 16 


ptococcaceae; Desulfotomaculum. 
153647 153708 6 66 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
309199 309260 6 66 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Rumino 
670200 670261 6 66 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
676375 676436 6 66 gi 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
701974 702035 6 66 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
798674 798767 6 96 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
880586 880679 1 91 gi 
37 16S ribosomal RNA, partial sequence 


gi 


gi 


osomal RNA, partial sequence 


270172 Bacteria_16S 


219846048 


265678960 


153188 15467 


Oxobacter. 
265678854 

30877 
coccaceae; 
265678602 


669757 67122 


265678598 


675861 67745 
Anaero 


ae; 
265678581 


701473 70290 
Paenibacillus. 


265678513 


798207 79971 


elotrichac 
265678458 
88012 


acteria; Actinobacteridae; Actinomycetales; Pseudono 

1055539 10556325 95 gi|265678340|ref|NR_028642.1 
n 015-7 16S ribosomal RNA, partial sequence 1055053 105655 
ria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

1260842 1260939 1 95 gi| 219846707 |ref|NR_026299.1 
49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevib 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
; Brevibacterium. 

1301404 1301465 6 66 gi|219846639|ref|NR_026231.1 
16S ribosomal RNA, partial sequence 1300923 13024 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
losiruptor. 

1324422 1324483 6 66 gi|219878140|ref|NR_025279.1 
7R1B strain 16S ribosomal RNA, partial sequence 1323941 132544 
7R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; T 
tae Sedis; Caldicellulosiruptor. 

1395584 1395645 6 66 gi| 228715882 |ref|NR_027541.1 
bosomal RNA, partial sequence 1395106 13965 
motogales; Thermotogaceae; Marinitoga. 

2049232 2049325 3 93 gi| 219878159 |ref|NR_025298.1 
n DSM 6283 16S ribosomal RNA, partial sequence 2048758 205026 
ria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Ana 

2324239 2324334 3 95 gi|219857513|ref|NR_025101.1 
4 16S ribosomal RNA, partial sequence 2323867 2325209 Coryne 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 

2957591 2957684 1 92 gi| 219856818 |ref|NR_024637.1 
FO 15038 16S ribosomal RNA, partial sequence 2957165 295857 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 

3764498 3764559 6 66 gi|219846388|ref|NR_025979.1 
train ST90 16S ribosomal RNA, partial sequence 3764125 376551 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 

4197106 4197199 5 95 gi| 219846077 |ref|NR_025667.1 


4196627 41980 


lales; Bacillaceae; Anoxybacillus. 

26212 26276 5 68 gi|265679046|ref|NR_029354.1 
bosomal RNA, partial sequence 25762 27159 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

39677 39769 6 95 gi| 265679037 |ref|NR_029345.1 
F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphy 
tes; Bacillales; Staphylococcus. 

152098 152146 3 Si gi|265678961|ref|NR_029269.1 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostr 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

161317 161381 5 68 gi| 265678955 |ref|NR_029263.1 


intestinale strain Catt39 16S ribosomal RNA, partial sequence 


intestinale Bacte 


ria; Firmicutes; Clostridia; Clostridi 


ales; Clos 


S ribosoma 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


ref 
1 RN 


NR_025638.1 
A, partial s 


ref|NR_029268.1 


ref |NR_029160.1 
4 310144 Rumino 
Ruminococcus. 

ref |NR_028907.1 


ref |NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_028886.1 
9 Paenibacillus 


ref |NR_028816.1 
eae; Turicibacte 
ref |NR_028760.1 
9 881579 Lentze 


08 Anoxybacillus 


Desulfotomaculum 
equence 4229850 4231400 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Ruminococcus callidus 
coccus callidus 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Anaerobaculum mobile 
mobile Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Turicibacter sanguinis 


4 Turicibacter sanguinis Bacteria; 


rt. 
Lentzea californiensis 
a californiensis 


cardineae; Actinosynnemataceae; 


Paraliobacillus 
2 Paraliobacillus 


Brevibacterium 
acterium mcbrellneri 


ineae; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 
8 Caldicellulosiruptor 


hermoanaerobacterales 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Anoxybacillus gonensis 
gonensis Bacteria; 


Clostridium roseum 


Clostridium roseum Bacteria; 


Staphylococcus 
lococcus condimenti 


Clostridium 
idium propionicum 


160899 162283 
tridiaceae; Clos 


Clostridium 
Clostridium 
tridium. 


270172 Bacteria_16S 
strain NCTC 279 1 
Firmicutes; Clostridia; 
270172 Bacteria_16S 
proteolyticum str 
Bacteria; Firmicutes; 
270172 Bacteria_16S 
strain 6VI 16S ri 
Firmicutes; Clostridia; 
270172 Bacteria_16S 
collagenovorans s 
collagenovorans B 
270172 Bacteria_16S 
chartatabidum str 
chartatabidum Bacteria; 
270172 Bacteria_16S 
argentinense stra 
argentinense Bacteria; 
270172 Bacteria_16S 
beijerinckii stra 
beijerinckii Bacteria; 
270172 Bacteria_16S 
strain SEBR 7054 
Thermotogae; Ther 
270172 Bacteria_16S 
saccharolyticus s 
saccharolyticus B 
270172 Bacteria_16S 
strain RV-12x 16S 
Firmicutes; Clostridia; 
270172 Bacteria_16S 


Bacteria; Firmicutes; 
270172 Bacteria_16S 


165954 166018 5 
6S ribosomal RNA, partial sequence 165488 16699 
Clostridiaceae; 
181035 181099 5 
ain CG 16S ribosomal RNA, partial sequ 
Clostridia; 
182575 182639 5 
bosomal RNA, partial sequence 


187262 187326 5 
train SG 16S ribosomal RNA, partial se 
acteria; 
197845 197909 5 
ain 163 16S ribosomal RNA, partial seq 
Clostri 
207265 207329 5 
in ATCC 27322 16S ribosomal RNA, parti 
Firmicutes; 
210371 210435 5 
in McCoyA 67 16S ribosomal RNA, partia 
Firmicutes; 
247177 247241 5 
16S ribosomal RNA, partial sequence 246697 24821 
motogales; Thermotoga. 
312225 312317 6 
train S 1 16S ribosomal RNA, partial s 
acteria; 
387894 387986 6 
ribosomal RNA, partial sequence 


68 


Clostridiales; 
68 


Clostridiales; 
68 


Clostridiales; 
68 
Firmicutes; Clostridia; 
68 


Firmicutes; Clostridia; 


68 


Clostridia; 
68 


Clostridia; 
68 


Thermotogaceae; 
95 
Firmicutes; Bacillales; 
95 


Clostridiales; Veillonellaceae; 
395540 395632 6 
multivorans strain 28-1 16S ribosomal RNA, partial sequ 


95 


strain Sd/3 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 
270172 Bacteria_16S 
strain 3wWC2 16S r 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270172 Bacteria_16S 611030 611122 6 95 gi|265678644|ref|NR_028949.1 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
270172 Bacteria_16S 652134 652198 5 68 gi|265678615|ref|NR_028920.1 
strain CK55 16S ribosomal RNA, partial sequence 651676 65311 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270172 Bacteria_16S 658111 658159 3 51 gi|265678610|ref|NR_028915.1 
strain L1-92 16S ribosomal RNA, partial sequence 657665 65912 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

270172 Bacteria_16S 704832 704928 1 94 gi| 265678579 |ref|NR_028884.1 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 70441 


ibosomal RNA, partial sequence 


gi 


gi 


Clostr 


gi 


182124 18361 


Clostridiaceae; Clostridiu 


gi 


Clost 


gi 


gi 


Clostrid 


gi 


Clostrid 


gi 


gi 


Staph 


gi 


gi 


265678952 


265678942 


idiaceae; 
265678941 


265678938 
quence 
ridiales; 

265678931 
uence 
diales; 

265678924 


iales; 
265678922 


iales; 
265678897 


265678852 
equence 

ylococcus. 
265678796 


387448 38884 
Veillonel 


265678791 


ence 39505 
Bacillales; Bacillaceae; Tenuibacillus. 
501794 501886 6 95 gi|265678717|ref 
501307 50281 
Bacillaceae; Bacillus. 
589805 589869 5 68 gi| 265678659 |ref 


589361 59079 


Clostridiu 


ence 18057 


cl 


al sequenc 
Clo 


1 sequence 
Clo 


ref 


m. 
ref 


Clos 
ref 


m. 
ref 


Clos 
ref 


ostr 
ref 


stri 
ref 


stri 
ref 
ref 
3 


ref 


la. 
ref 


4 182073 Clost 


186799 18829 


197405 19893 


e 206801 20830 


209908 21141 


11738 31326 


0 396528 Tenui 


NR_029260.1 


NR_029250.1 
xr 
tridium. 
NR_029249.1 


NR_029246.1 
8 
tridiaceae; 
NR_029239.1 
4 
idiaceae; Cl 
NR_029232.1 
4 
diaceae; Clo 
NR_029230.1 
0 
diaceae; Clo 
NR_029205.1 


NR_029158.1 
4 
NR_029101.1 


NR_029096.1 
b 


NR_029022.1 


NR_028964.1 


Clostridium tetani 


5 Clostridium tetani Bacteria; 


Clostridium 
idium proteolyticum 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Clostridium 
Clostridium 
Clostridium. 
Clostridium 
Clostridium 
ostridium. 
Clostridium 
Clostridium 
stridium. 
Clostridium 
Clostridium 
stridium. 
Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Staphylococcus 
Staphylococcus 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Tenuibacillus 
acillus multivorans 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Lactobacillus 
Lactobacillus 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Anaerostipes caccae 


0 Anaerostipes caccae Bacteria; 


Friedmanniella 


6 705838 Friedmanniella lacustris 


Nocardioidaceae; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Clostridium grantii Al 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 

Friedmanniella. 

270172 Bacteria_16S 1018887 1018979 6 95 gi| 265678365 |ref|NR_028667.1 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; 

270172 Bacteria_16S 1100556 11006205 68 gi|265678309|ref|NR_028611.1 

strain TO-931 16S ribosomal RNA, partial sequence 1100149 11015 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270172 Bacteria_16S 1103626 1103718 6 95 gi|265678306|ref|NR_028608.1 

strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium 

Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 

270172 Bacteria_16S 1176383 11764475 68 gi|228718376|ref|NR_027573.1 

DSM 16795 16S ribosomal RNA, partial sequence 1175949 11773 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270172 Bacteria_16S 1180915 1180979 5 68 gi|228717635|ref|NR_027565.1 

ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 11819 

Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 

270172 Bacteria_16S 1265342 1265406 5 68 gi|219846539|ref|NR_026131.1 

16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 

Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270172 Bacteria_16S 1293961 1294053 6 95 gi| 228715348 |ref|NR_027520.1 


subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 
Staphylococcus. 


subsp. equorum Bacteria; 


Firmicutes; Bacillales; 


Staphylococcus equorum 


1293463 1294956 Staphylococcus equorum 


270172 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


270172 Bacteria_16S 


schleiferi subsp. 


270172 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


270172 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
c 


270172 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


270172 Bacteria_16S 


strain GD521 16S 


Firmicutes; Bacil 


270172 Bacteria_16S 


milosensis strain 


Bacteria; Firmicu 


270172 Bacteria_16S 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


270172 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 


270172 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


270172 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


270172 Bacteria_16S 
16S ribosomal RNA, partial sequence 1629885 16313 


strain LMG 21880 
Firmicutes; Bacil 


270172 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


270172 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


270172 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


270172 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


270172 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


270172 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


270172 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


270172 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain YKJ-10 16S 


1296872 1296964 6 95 
bosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1479052 1479144 6 95 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1504667 1504747 5 82 gi 


mi 


et 
oc 


lales; Bacillaceae; Bacillus. 

1651665 1651757 6 95 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1660906 1660998 6 95 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1683743 1683807 5 68 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1706700 1706764 5 68 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
1752381 1752473 6 


pa 
ci 


s 
cc 


rt 
ne ee 


Clostridiaceae; Cl 


95 gi 
lales; Bacillaceae; Bacillus. 

1808460 1808552 6 95 gi 
n CMS 260r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1940778 1940870 6 95 gi 


se 
ac 


lales; Bacillaceae; Bacillus. 
2285007 2285099 6 95 gi 
54 16S ribosomal RNA, partial sequence 


tes; Bacillales; Salinicoccus. 
2381674 2381766 6 95 


ribosomal RNA, partial sequence 


gi 


219857534 
1296399 12978 


1463419 14648 


219878381 


219846440 


164-47 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Clostridia; Clostridiales; Eubacteri 
1630365 1630457 6 95 gi| 219878456 |ref 


219878441 


219878434 


219878419 


219878403 


1706248 17077 


219878372 
16S ribosomal RNA, partial sequence 1751903 17534 


219878330 
219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


219857542 


lales; Bacillaceae; Bacillus. 
2313585 2313677 6 95 gi|219857520|ref 
in T8 16S ribosomal RNA, partial sequence 23131 


219857472 
2381197 23827 


ref 


Inc 
ref 


ly XIII. 


e sequen 
occus. 
ref 


ref 

quen 
Bac 

ref 


rtial se 
llaceae; 


equence 
aceae; Paeni 
ref 
ence 
Clo 


ref 


P 


ial sequ 
idiales; 


ostridium. 


ref 


ref 
quence 
eae; Planoco 


ref 


ref 
22845 


ref 


73 Mogibacterium 


ce 1478573 14801 


1504208 15055 


1660434 16619 


1807983 18094 


30 2285939 Bacil 


25 2314583 Salin 


23 2403914 Veill 


NR_025122.1 


lales; Bacillaceae; Bacillus. 
1318256 1318348 6 95 gi| 228715349 |ref|NR_027521.1 
coagulans strain GA 211 16S ribosomal RNA, partial sequence 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 

1319798 1319890 6 95 gi| 228715347 |ref|NR_027519.1 
s strain MAW 8436 16S ribosomal RNA, partial sequence 131930 
ealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1321340 1321432 6 95 gi|228715346|ref|NR_027518.1 
arnosus strain 361 16S ribosomal RNA, partial sequence 132084 
arnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1356436 1356504 1 68 gi|228720131|ref|NR_027589.1 
ain 743B 16S ribosomal RNA, partial sequence 1356004 135748 
B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiacea 

1433531 1433623 6 95 gi|224581433|ref|NR_027215.1 
ribosomal RNA, partial sequence 1433051 14345 
lales; Staphylococcus. 

1441274 1441366 6 95 gi| 224581427 |ref|NR_027209.1 

SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filoba 
tes; Bacillales; Bacillaceae; Filobacillus. 

1447412 1447504 6 95 gi| 224581422 |ref|NR_027203.1 
P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogiba 
tes; Clostridia; Clostridiales; Clostridiales Family XIII. Incer 

1463878 1463970 6 95 gi|224581410|ref|NR_027191.1 


ertae Sedis; 
NR_025520.1 
0 


NR_026031.1 
5 
aceae; Eubac 
NR_025595.1 


NR_025580.1 
ce 165119 
illus. 
NR_025573.1 
1 
sporosarcin 
NR_025558.1 

168328 
stridiaceae; 


, 


NR_025542.1 


NR_025511.1 


NR_025469.1 
6 
ccus. 
NR_025373.1 


NR_025130.1 
1 


NR_025108.1 
i 


NR_025060.1 


NR_025046.1 
fe} 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 2402903 2402995 6 95 gi|219857458|ref 
strain ATCC 17747 16S ribosomal RNA, partial sequence 24024 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
270172 Bacteria_16S 2404459 2404551 6 95 gi| 219857457 |ref 
strain MT-1077 16S ribosomal RNA, partial sequence 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Clostridium 
9 Clostridium 
e; Clostridium. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Filobacillus 
cillus milosensis 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Staphylococcus sciuri 
0 Staphylococcus sciuri 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Bacillus 
2 1652677 Bacillus 


Sporosarcina 
6 Paenisporosarcina 


a. 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Planococcus 
1 Planococcus 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Salinicoccus 
coccus alkaliphilus 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Veillonella criceti 
nella criceti Bacteria; 


NR_025045.1 


Lactobacillus kimchii 


2403965 2405486 Lactobacillus kimchii Bacteria; 


270172 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


270172 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


270172 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


270172 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


270172 Bacteria_16S 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


270172 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


270172 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


270172 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


270172 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 


pasteuri Bacteria 


270172 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


270172 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


270172 Bacteria_16S 
delphini strain ATCC 4917 


delphini Bacteria 


270172 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


270172 Bacteria_16S 
arlettae strain ATCC 43957 16S ribosomal RNA, partial s 


arlettae Bacteria 


270172 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


270172 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


270172 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


270172 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


270172 Bacteria_16S 


DSM 
Firmicutes; 


10228 16S rib 
Clost 


270172 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


270172 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


270172 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


2434915 2434979 5 68 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2463688 2463752 5 68 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2530195 2530259 5 68 gi 


qu 
di 


s 
ia 


ridia; Clostridiales; Clostridiaceae; Cl 
2534763 2534859 1 94 gi 
Ben 108 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 

2587734 2587830 1 94 gi 
Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 

2793108 27931725 68 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2880424 2880516 6 95 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2907693 2907785 6 95 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 
2909239 2909331 6 95 gi 


s 
ia 


se 
cu 


qu 
us 


; Firmicutes; Bacillales; 
2910783 2910875 6 
n ATCC 4 


ria; 


Staphylococc 
95 gi 
3809 16S ribosomal RNA, partia 
Firmicutes; Bacillales; Staphyloc 
2912325 2912417 6 95 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2913869 2913961 6 95 gi 
1 16S ribosomal RNA, partial s 
utes; Bacillales; Staphylococc 
2915412 2915504 6 95 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2916954 2917046 6 95 


1 
oc 


eq 
us 


; Firmic 


gi 
eq 


; Firmicutes; Bacillales; Staphylococc 


2969780 2969876 1 94 gi 
AA-1042 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

Friedmanniella. 

3029035 3029099 5 68 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3033618 3033682 5 68 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3245462 3245554 6 95 gi 
osomal RNA, partial sequence 


qu 
Ac 


eq 
id 


eq 
id 


6S ribosomal RNA, 


270172 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


219857431 
ence 
ales; 
219857407 
equence 
les; 
219857357 
16S ribosomal RNA, partial sequence 2529733 25312 
ostridium. 
219857354 
nce 

inomycet 


219857276 
nce 
inomycet 


219857121 
equence 
les; 
219856871 
2879945 28814 


219856851 
quence 


s 


219856850 
ence 


219856849 
sequence 
cus. 

219856848 


219856847 
uence 


219856846 


219856845 
uence 
us. 
219846944 
ence 
tinomyce 


219846904 
uence 
iales; 
219846900 
uence 
iales; 
219846757 
3244997 32464 


riaceae; Listeria. 

3264875 3264939 5 68 gi|219846744|ref|NR_026336.1 
osomal RNA, partial sequence 3264433 32658 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3286111 32861755 68 gi|219846730|ref|NR_026322.1 
16S ribosomal RNA, partial sequence 3285670 32871 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3302961 3303053 6 95 gi|219846719|ref|NR_026311.1 


complete sequence 3302462 33040 


16S ribosomal RNA, partial sequence 
tes; Clostridia; 


lales; Salinicoccus. 

3354597 3354689 1 90 gi|219846680|ref|NR_026272.1 
rain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 335564 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Brachybacterium. 

3410946 3411038 6 95 gi| 219846637 |ref|NR_026229.1 


Clostridiales; Veillonellaceae; 


ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref|NR_024945.1 


cl 


Clo 


ref|NR_024942.1 
2534307 253578 
ales; Propioniba 


, 


ref |NR_024907.1 
2587275 258874 
ales; Propioniba 


, 


ref|NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref |NR_024690.1 


Clo 


ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
2911827 2913320 Staphy 
ref |NR_024666.1 

2913371 291486 


ref |NR_024665.1 
2914914 2916405 Staphy 
ref |NR_024664.1 

2916456 291794 


ref|NR_026536.1 
2969338 297081 
tales; Propionib 


ref |NR_026496.1 

3028583 303003 
lostridiaceae; 
ref |NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref |NR_026349.1 


Cc 


c 


04 Salinicoccus 


Clostridium 
3 Clostridium 
ostridium. 
Clostridium 
2 Clostridium 
stridium. 
Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Clostridium 
8 Clostridium 
stridium. 
Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Clostridium 
4 Clostridium 
lostridium. 

Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Salinicoccus roseus 


roseus Bacteria; 


Brachybacterium 
5 Brachybacterium 
coccineae; 


3410452 3411955 Dialis 
Dialister. 


Dialister pneumosintes 
ter pneumosintes 


270172 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


270172 Bacteria_16S 
6S ribosomal RNA, partial sequence 3528019 35294 


strain DSM 6736 1 
Firmicutes; Clost 


270172 Bacteria_16S 


homopropionicum s 
homopropionicum B 


270172 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


270172 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


270172 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


270172 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


270172 Bacteria_16S 


sporothermodurans 
sporothermodurans 


270172 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


270172 Bacteria_16S 
osomal RNA, partial sequence 


IAM 12464 16S rib 
Bacillales; Bacil 


270172 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 


270172 Bacteria_16S 


lactatifermentans 
lactatifermentans 


270172 Bacteria_16S 


JMM-4 16S ribosom 


Bacillales; Bacillaceae; Anaerobacillus. 

270172 Bacteria_16S 51995 52058 6 68 gi|265679029|ref|NR_029337.1 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

270172 Bacteria_16S 80488 80551 6 68 gi|265679010|ref|NR_029318.1 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 

Firmicutes; Bacillales; Listeriaceae; Listeria. 

270172 Bacteria_16S 156768 156827 1 59 gi| 265678958 |ref|NR_029266.1 
strain KB740 16S ribosomal RNA, partial sequence 156293 15781 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
270172 Bacteria_16S 321190 321253 6 68 gi| 265678846 |ref|NR_029151.1 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 344400 344463 6 68 gi| 265678828 |ref|NR_029133.1 


strain 124-2 16S 
Firmicutes; Lacto 


ribosomal RNA, partial sequence 
bacillales; 


3526939 3526987 3 51 gi|219846558|ref|NR_026150.1| Clostridium 
rain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3528475 3528539 5 68 gi|219846557|ref|NR_026149.1| Clostridium quinii 


ridia; Clostridiales; Clostridiaceae; Cl 
3529973 3530037 5 68 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3545428 3545520 6 95 gi 


somal RNA, complete sequence 


ia 
ri 


219846556 


219846546 
3544949 35464 


ostridium. 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026138.1 


54 Bacillus 


1 sequen 
diales; 


cohnii Bacteria; 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 

Bacillus cohnii strain 
Firmicutes; 


laceae; Bacillus. 

3550026 3550090 5 68 gi| 219846543 |ref|NR_026135.1| Clostridium 
rain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3583343 3583407 5 68 gi|219846520|ref|NR_026112.1| Clostridium 
train BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3592632 3592696 5 68 gi|219846513|ref|NR_026105.1| Clostridium puniceum 
6S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3722966 3723058 6 95 gi|219846419|ref|NR_026010.1| Bacillus 

strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

3844706 3844798 6 95 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
ribosomal RNA, partial sequence 3844228 3845697 Staphylococcus warneri Bacteria; 
lales; Staphylococcus. 

3959771 3959863 6 95 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 


laceae; Bacillus. 
4004069 4004161 6 95 gi|219846222|ref|NR_025812.1 
in BH030062 16S ribosomal RNA, partial sequence 4003594 400502 
eria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 
4219824 4219872 3 51 gi|219846061|ref|NR_025651.1 
strain G17 16S ribosomal RNA, partial sequence 4219342 422083 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae 
4221374 4221466 6 95 gi|219846060|ref|NR_025650.1 
al RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 


Lactobacillaceae; Lactobacil 


270172 Bacteria_16S 
strain 39 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


270172 Bacteria_16S 
strain F12 16S ribosomal RNA, partial sequence 
Bacillales; 
270172 Bacteria_16S 

S ribosomal RNA, 


Firmicutes; 


strain R 16089 16 
Firmicutes; Bacil 


270172 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


270172 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


270172 Bacteria_16S 
bajacaliforniensis strain BA-2 16S ribosomal RNA, 


345961 346024 6 68 gi 


Brevibacillus 
94 gi 


lales; Paenibacillaceae; 
423383 423474 6 


Bacillaceae; Bacillus. 
452721 452812 6 94 
complete sequence 


gi 


lales; Macrococcus. 
474084 474147 6 68 gi|265678735|ref|NR_029040.1 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococc 
475621 475684 6 68 gi|265678734|ref|NR_029039.1 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
484701 484792 6 94 gi| 265678728 |ref|NR_029033.1 


3959295 39607 


343905 34542 


265678827 
345474 34689 


265678772 
422881 42442 


265678752 
452220 45376 


3 Lactobacillus 
lus. 
ref |NR_029132.1 
2 Brevibacillus 


ref|NR_029077.1 


ref |NR_029057.1 


77 Bacillus firmus Bacteria; 


Ss. 


Firmicutes; 


Pontibacillus 
0 Pontibacillus 


Clostridium 
8 Clostridium 
Clostridium. 
Bacillus macyae strain 
ria; Firmicutes; 


v 


Enterococcus asini 


asini Bacteria; 


Listeria innocua 


Listeria innocua Bacteria; 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Bacillus 
Bacillus 


Lactobacillus pentosus 
pentosus Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 


Spirochaeta 


complete sequence 484221 485741 Spirochaeta 


bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 


270172 Bacteria_16S 


contaminans strai 
contaminans Bacte 


270172 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


270172 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


270172 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


270172 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


270172 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


270172 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


270172 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


270172 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


270172 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


270172 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


270172 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


270172 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


270172 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


270172 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


270172 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


270172 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


270172 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


270172 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


270172 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


270172 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


S ribosomal RNA, partial sequence 


bacillales; Enterococcaceae; Enterococ 
962384 962447 6 68 gi 
n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
996202 996265 6 68 gi 
ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1032675 1032738 6 68 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1082484 1082547 6 68 gi 


pelotrichi; Erysipelotrichales; Erysip 
1284813 1284904 6 94 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1286370 1286461 6 94 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1327495 1327558 6 68 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1332088 1332151 6 68 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1394028 1394091 6 68 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1419596 1419687 6 94 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1465394 1465453 1 59 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1468402 1468461 1 59 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1477481 1477544 6 68 


gi 


Rhod 
gi 

Rhod 
gi 


bacillales; Lactobacillaceae; Lactobac 


270172 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


1513628 1513719 6 94 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


531745 53318 


995703 99724 


6S ribosomal RNA, partial sequence 1082049 10834 


1393543 13950 


1419106 14206 


1464924 14664 


1467942 14694 


6S ribosomal RNA, partial sequence 1476987 14785 


526102 526193 6 94 gi|265678701|ref|NR_029006.1 
n R-16222 16S ribosomal RNA, partial sequence 525601 527141 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

532158 532249 6 94 gi| 265678697 |ref|NR_029002.1 


cus. 
265678403 
uence 
rococcacea 
265678380 


e; 


catella. 
265678356 
sequence 
obacillace 
265678321 


bacillales; Lactobacillaceae; Lactobacillus. 
1165773 1165852 6 82 gi|228720470|ref|NR_027592.1 
somal RNA, partial sequence 1165300 1166687 Clostridium spiroform 


elotrichac 
219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
219846129 
rtial sequ 
ales; Lact 
228721494 
equence 
s; Thermot 
228715897 


224581445 


224581409 


ocyclaceae; 


224581407 


ocyclaceae; 


219878440 


illus. 
219878119 


ref 


ref 
0 Granulicatella elegans Bacteria; 


ref 


ae; 
ref 
61 Lactobacillus 


eae. 
ref 


ref 


ref 
ence 
obac 
ref 


ogac 
ref 
55 Thermotoga lettingae TMO Bacteria; 


ref 
13 Bacillus infernus Bacteria; 


ref 
33 Azoarcus buckelii Bacteria; 


ref 
14 Zoogloea resiniphila Bacteria; 


ref 
22 Lactobacillus 


ref 
1513128 1514643 Bacillus odysseyi Bacteria; 


NR_028705.1 
961894 963406 
Enterococcus. 
NR_028682.1 


NR_028658.1 
1032165 103372 
Lactobacillu 
NR_028623.1 


NR_025644.1 
1284334 128584 


NR_025643.1 
1285891 128739 


NR_025719.1 

132699 
illaceae; La 
NR_027617.1 
1331586 133309 
eae; Thermos 
NR_027542.1 


NR_027227.1 


NR_027190.1 
Azoarcus. 
NR_027188.1 
Zoogloea. 
NR_025579.1 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


lales; Bacillaceae; Bacillus. 

541337 541428 6 94 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
CW1 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
tes; Bacillales; Staphylococcus. 

609483 609574 6 94 gi|265678645|ref|NR_028950.1| Planomicrobium 
ain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
teria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

632334 632393 10 68 gi|265678629|ref|NR_028934.1| Acetobacterium tundrae 

ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

650742 650805 6 68 gi| 265678617 |ref|NR_028922.1| Aerococcus 
ain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
teria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

830832 830895 6 68 gi| 265678492 |ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

832388 832451 6 68 gi| 265678491 |ref|NR_028794.1| Enterococcus 
n 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 

897365 897428 6 68 gi|265678446|ref|NR_028748.1| Enterococcus avium 
ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 


Enterococcus 
Enterococcus 


Granulicatella elegans 


Lactobacillus 
0 Lactobacillus 
Ss. 

Lactobacillus 
equi Bacteria; 


equi 


Clostridium spiroforme 
e DSM 1552 Bacteria; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 

Thermosipho 
7 Thermosipho 
ipho. 

Thermotoga lettingae 


Bacillus infernus 


Azoarcus buckelii 


Zoogloea resiniphila 


Lactobacillus spicheri 
spicheri Bacteria; 


NR_025258.1 


Bacillus odysseyi 


270172 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain LMG 22165 


Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

270172 Bacteria_16S 1587770 1587833 6 68 gi| 219878486 |ref|NR_025625.1 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

270172 Bacteria_16S 1635027 1635118 6 94 gi| 219878453 |ref|NR_025592.1 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planoc 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

270172 Bacteria_16S 1636489 1636580 6 94 gi|219878452|ref|NR_025591.1 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteri 
Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 1637980 1638071 6 94 gi|219878451|ref|NR_025590.1 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacte 


Bacillales; Bacil 


270172 Bacteria_16S 


strain 4-1 16S ri 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 1686666 1686725 1 59 gi|219878417|ref|NR_025556.1 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 168766 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hyd 
Tepidiphilus. 

270172 Bacteria_16S 1689772 1689863 6 94 gi|219878414|ref|NR_025553.1 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planoc 


Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

270172 Bacteria_16S 1802268 1802359 6 94 gi|219878334|ref|NR_025473.1 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 180329 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 1835851 18359101 59 gi|219878311|ref|NR_025450.1 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 183689 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
Sterolibacterium. 

270172 Bacteria_16S 1840569 1840632 6 68 gi| 219878308 |ref|NR_025447.1 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 184157 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacil 
270172 Bacteria_16S 1842108 1842199 6 94 gi| 219878307 |ref|NR_025446.1 


strain DSM 497 16 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain vc 5 16S r 
Proteobacteria; A 


270172 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


270172 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


270172 Bacteria_16S 
16S ribosomal RNA, partial sequence 1890504 18919 


strain DSM 11713 
Firmicutes; Bacil 


270172 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


270172 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


270172 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


270172 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


270172 Bacteria_16S 


1583098 1583161 6 68 gi 
Viridibacillus. 
68 gi 


lales; Planococcaceae; 


1584654 1584717 6 


laceae; Bacillus. 
1685223 1685314 6 94 
bosomal RNA, partial sequence 


gi 


S ribosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 

1892512 1892603 6 94 gi|219878269|ref|NR_025408.1 
train DSM 11706 16S ribosomal RNA, partial sequence 189204 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1903109 1903172 6 68 gi|219878261|ref|NR_025400.1 


bosomal RNA, partial sequence 


219878489 
16S ribosomal RNA, partial sequence 1582619 15841 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 


219878418 
1684753 16861 


1841624 18431 


lales; Bacillaceae; Bacillus. 

1843673 1843736 6 68 gi|219878306|ref|NR_025445.1 
S ribosomal RNA, partial sequence 1843183 18446 
bacillales; Carnobacteriaceae; Isobaculum. 

1845155 1845250 1 93 gi| 219878305 |ref|NR_025444.1 
ibosomal RNA, partial sequence 1844748 18461 
lphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis 

1854194 1854257 6 68 gi|219878298|ref|NR_025437.1 
rain CCUG 44365 16S ribosomal RNA, partial sequence 185372 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatell 

1857146 1857209 6 68 gi| 219878296 |ref|NR_025435.1 
6S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus 
bacillales; Carnobacteriaceae; Trichococcus. 

1890991 1891082 6 94 gi|219878270|ref|NR_025409.1 


1902626 19040 


bacillales; Aerococcaceae; Facklamia. 
1908788 1908851 6 68 gi| 219878257 
in CCUG 43001 16S ribosomal RNA, partial sequenc 


eria; Firmicutes; Lactobacillales; Aer 

1916410 1916473 6 68 gi 
16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho 


oc 


occaceae 


219878250 


19159 


1945487 1945578 6 94 gi 


219878231 


ref |NR_025628.1 


ref |NR_025627.1 


ref|NR_025557.1 


ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025389.1 
11 1917433 Thermo 


ref 


a. 


Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Enterococcus italicus 


italicus Bacteria; 


Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Planococcus 
occus rifietoensis 


Bacillus 
0 Bacillus 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Lactobacillus 
3 Lactobacillus 
lus. 
Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Globicatella 
6 1855215 Globicatella 


Trichococcus palustris 


palustris Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Aerococcus 
6 Aerococcus 


Thermosipho geolei 
sipho geolei Bacteria; 


Bacillus fumarioli 


NR_025370.1 


strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


270172 Bacteria_16S 
strain m2661/98/1 16S ribosomal RNA, partial sequence 
Lactobacillales; 
270172 Bacteria_16S 


Firmicutes; 


1960653 1960716 6 68 gi 
Enterococcaceae; 
1963709 1963768 1 


Vagococcus. 
59 gi 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partia 


denitrificans Bacteria; 


Thiobacillus. 


270172 Bacteria_16S 
strain MCS 25 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteri 


2017274 2017369 1 93 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyp 


270172 Bacteria_16S 
strain MCS 18 16S ribosomal RNA, partial sequence 


2018746 2018841 1 93 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyp 


270172 Bacteria_16S 


washingtonensis s 
washingtonensis B 


Maricaulis. 


270172 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


270172 Bacteria_16S 


strain 58Eu 16S r 


Proteobacteria; 
270172 Bacteria_16S 
strain SW-72 16S 
Bacil 


Firmicutes; 


270172 Bacteria_16S 


B 


strain TF-9 16S r 


Firmicutes; 


270172 Bacteria_16S 


Bacil 


pleistocenium str 
pleistocenium Bac 


270172 Bacteria_16S 


Bacteria; 


Firmicu 
270172 Bacteria_16S 


aquimarina strain 


Bacteria; 


Bacteria; 


Firmicu 
270172 Bacteria_16S 


Firmicu 


2020218 2020313 1 93 gi 
train MCS06 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteobact 
2039845 2039908 6 68 gi 
Firmicutes; Lactobacillales; Aeroco 
2067517 2067576 1 59 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 
2095077 2095168 6 94 gi 
ribosomal RNA, partial sequence 


ria; 


n 2992-95 16S ribosomal RNA, partial seq 


219878221 


19601 


219878219 


1 sequen 
a; Hydro 


219878184 
2016867 20182 


homonada 


219878183 
2018337 20197 


homonada 


219878182 


equence 
eria; Rh 


219878168 


uence 
ccaceae; 


219878145 
2067059 20685 


yclaceae 


219878125 
2094597 20961 


ref|NR_025360.1| Vagococcus fessus 
67 1961603 Vagococcus fessus Bacteria; 
ref |NR_025358.1| Thiobacillus 


ce 1963237 1964746 Thiobacillus 
genophilales; Hydrogenophilaceae; 


ref |NR_025323.1| Maricaulis parjimensis 
86 Maricaulis parjimensis Bacteria; 
ceae; Maricaulis. 
ref|NR_025322.1| Maricaulis salignorans 
58 Maricaulis salignorans Bacteria; 
ceae; Maricaulis. 
ref|NR_025321.1| Maricaulis 
2019809 2021230 Maricaulis 
odobacterales; Hyphomonadaceae; 


ref |NR_025307.1| Dolosicoccus 
2039358 2040867 Dolosicoccus 
Dolosicoccus. 
ref|NR_025284.1| Thauera terpenica 
42 Thauera terpenica Bacteria; 
; Thauera. 
ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


lales; Bacillaceae; Bacillus. 

2114820 2114911 6 94 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
ibosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
lales; Planococcaceae; Planococcus. 

2169309 2169372 6 68 gi|219857622|ref|NR_025211.1| Carnobacterium 
ain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

2185983 2186046 6 68 gi|219857608|ref|NR_025197.1| Carnobacterium 

viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

2398347 2398438 6 94 gi|219857461|ref|NR_025049.1| Sporosarcina 

SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
tes; Bacillales; Planococcaceae; Sporosarcina. 

2444068 2444159 6 94 gi|219857423|ref|NR_025011.1| Planomicrobium 

koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
tes; Bacillales; Planococcaceae; Planomicrobium. 

2450168 2450259 6 94 gi|219857419|ref|NR_025007.1| Laceyella putida 


270172 Bacteria_16S 


strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 24511 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella 


270172 Bacteria_16S 
strain MF63 16S ribosomal RNA, partial sequence 


2499828 2499887 1 59 gi 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 


270172 Bacteria_16S 


strain Z 16S ribo 


Clostridia; 


Clost 
270172 Bacteria_16S 


strain ATCC 43186 


Firmicutes; 


Lacto 
270172 Bacteria_16S 


strain ATCC 43198 


Firmicutes; 


Firmicutes; 


Lacto 
270172 Bacteria_16S 
strain ATCC 51266 16S ribosomal RNA, partial sequence 
Lactobacillales; 
270172 Bacteria_16S 


2515058 2515149 5 93 gi 


bacillales; Enterococcaceae; Enterococcu 
2590867 2590930 6 68 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococcu 
2592441 2592504 6 68 gi 


Enterococcu 
66 gi 


Enterococcaceae; 
2598560 2598622 5 


219857382 
2499368 25008 


yclaceae 


219857367 
somal RNA, partial sequence 2514611 2516064 Calor 


ridiales; Clostridiaceae; Caloramator. 
2589288 2589351 6 68 gi| 219857275 
16S ribosomal RNA, partial sequence 25888 


Ss. 


219857274 


25903 
s 


219857273 


25919 
s. 


219857269 


strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 25994 


92 Laceyella putida Bacteria; 


ref|NR_024970.1| Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 

; Azoarcus. 
ref|NR_024955.1| Caloramator coolhaasii 
amator coolhaasii Bacteria; Firmicutes; 


ref|NR_024906.1| Enterococcus mundtii 
00 2590328 Enterococcus mundtii Bacteria; 


ref|NR_024905.1] Enterococcus cecorum 
79 2591887 Enterococcus cecorum Bacteria; 


ref|NR_024904.1| Enterococcus dispar 
38 2593451 Enterococcus dispar Bacteria; 


ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

270172 Bacteria_16S 2617121 2617184 6 68 gi|219857254|ref|NR_024885.1| Paralactobacillus 
selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

270172 Bacteria_16S 2621673 2621764 6 94 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

270172 Bacteria_16S 2633839 2633930 6 94 gi|219857236|ref|NR_024864.1| Planomicrobium 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 


alkanoclasticum Bacteria; 


Firmicutes; Bacillales; Planoco 


ccaceae; 


2633347 2634791 Planomicrobium 
Planomicrobium. 


270172 Bacteria_16S 2652221 2652280 1 59 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

270172 Bacteria_16S 2674690 2674749 1 59 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

270172 Bacteria_16S 2696976 2697067 6 94 gi|219857190|ref|NR_024818.1] Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

270172 Bacteria_16S 2698530 2698621 6 94 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 2725746 2725837 6 94 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 2769001 2769092 6 94 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 2790243 2790306 6 68 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

270172 Bacteria_16S 2827844 2827907 6 68 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 
strain IHB1 16S ribosomal RNA, partial sequence 2827347 2828849 Thermosipho japonicus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

270172 Bacteria_16S 2846147 2846226 6 82 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

270172 Bacteria_16S 2872547 2872638 6 94 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 2904617 2904679 5 66 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

270172 Bacteria_16S 2918463 2918522 1 59 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

270172 Bacteria_16S 3000350 3000441 5 93 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 


strain DSM 3670 1 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
270172 Bacteria_16S 3024516 3024579 6 68 gi 
raffinosus strain 1789-79 16S ribosomal RNA, partial se 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enter 
270172 Bacteria_16S 3038223 3038286 6 68 gi 
strain M-29c 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 
270172 Bacteria_16S 3041267 3041330 6 68 gi 
strain 1144-97 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
270172 Bacteria_16S 3048923 3048986 6 68 gi 
strain M1832/95/2 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; E 
270172 Bacteria_16S 3069991 3070054 6 68 gi 
strain m1134/97/1 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcu 
270172 Bacteria_16S 3089616 3089679 6 68 gi 
balaenopterae strain M1975/96/1 16S ribosomal RNA, part 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Ca 
270172 Bacteria_16S 3091052 3091115 6 68 gi 
strain 1607-97 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; 
270172 Bacteria_16S 3113519 3113578 1 59 gi 
strain DSM 12081 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
270172 Bacteria_16S 3164931 3164994 6 68 gi 
strain YH-15 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 


Ignavigranu 


6S ribosomal RNA, partial sequence 2999867 30013 


219846907 
quence 

oc 
219846897 


3037737 30392 


s. 
219846895 


3040796 30422 


219846889 
30484 
remococcus 
219846875 
30695 
Ss. 
219846862 
ial sequen 
rnobacteri 
219846861 


3090574 30919 


m. 
219846846 
31130 
ocyclaceae 
219846812 


3164429 31659 


illus. 
219846801 


270172 Bacteria_16S 3180061 3180124 6 68 gi 
strain ATCC 700628 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 


31795 


occaceae; 


82 Geobacillus pallidus Bacteria; 


ref|NR_026499.1] Enterococcus 
3024035 3025459 Enterococcus 
; Enterococcus. 
ref|NR_026489.1| Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


ref|NR_026487.1| Facklamia languida 
68 Facklamia languida Bacteria; 


ref|NR_026481.1 
54 3049838 Eremoc 
ref |NR_026467.1 
11 3070973 Vagoco 


Eremococcus coleocola 
occus coleocola 


Vagococcus lutrae 
ccus lutrae Bacteria; 


ref |NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026453.1 
90 Ignavigranum 


Granulicatella 
3 Granulicatella 
tella. 
Ignavigranum ruoffiae 
ruoffiae Bacteria; 


ref|NR_026438.1| Azoarcus anaerobius 
39 3114569 Azoarcus anaerobius Bacteria; 
; Azoarcus. 

ref|NR_026404.1| Lactobacillus kunkeei 


45 Lactobacillus kunkeei Bacteria; 


ref |NR_026393.1| Facklamia hominis 
83 3181087 Facklamia hominis Bacteria; 


270172 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


270172 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


270172 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


270172 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


270172 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


270172 Bacteria_16S 
6S ribosomal RNA, partial sequence 3450571 34520 


strain DSM 9442 1 
Thermotogae; Ther 


270172 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


270172 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


270172 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


270172 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


270172 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


270172 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


270172 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


270172 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


270172 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


270172 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


270172 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


270172 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


270172 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


270172 Bacteria_16S 


succinivorans str 
succinivorans Bac 


motogales; Thermotogaceae; 


3534495 3534586 6 


Thermotoga. 
94 gi 


DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3543872 3543963 6 94 gi 


6S ribosomal RNA, 


etaproteobacteria; Rhodocyclales; Rhod 
3610949 3611040 6 94 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3832602 3832665 6 68 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
3850663 3850726 6 68 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


3852173 3852236 6 68 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3896816 3896879 6 68 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
3930327 3930418 6 94 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3931871 3931934 6 68 gi 
IFU 12706 16S ribosomal RNA, complete 
; Firmicutes; Lactobacillales; Carnoba 

3964296 3964355 1 59 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3993589 3993680 6 94 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4122005 4122064 1 59 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


4171202 4171265 6 68 

S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
4224357 4224448 6 94 gi 
DSM 5352 16S ribosomal RNA, partial s 
ia; Firmicutes; Bacillales; Salinicocc 
70120 70182 5 66 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 


gi 


270172 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


83558 83620 5 66 gi 
somal RNA, partial sequence 83062 


ridiales; Ruminococcaceae; Anaerofilum 


3278522 3278581 10 68 gi| 219846735 
DSM 8237 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Clostridiales; Eubact 
3281560 3281619 10 68 gi| 219846733 
in DSM 2925 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Eub 
3283084 3283143 10 68 gi| 219846732 
DSM 1911 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Clostridiales; Eubact 
3284609 3284668 10 68 gi| 219846731 
6S ribosomal RNA, partial sequence 3284145 32856 
ridia; Clostridiales; Eubacteriaceae; Acetobacte 
3444844 3444935 5 93 gi| 219846613 
M 9236 16S ribosomal RNA, partial sequence 34443 
tes; Clostridia; Clostridiales; Veillonellaceae; 
3451035 3451098 6 68 gi|219846609 


eq 
il 


lales; Bacillaceae; Bacillus. 
3556198 3556257 1 59 gi| 219846538 
bosomal RNA, partial sequence 3555718 35572 


oc 


R 


ti 


dia; 


qu 


id 


ce 
T 


1 
ca 


se 


ct 


Oc 


s 
ct 


Ss. 


us. 


219846553 
uence 
laceae; 
219846547 
complete sequence 3543393 35448 


219846340 


uminococ 
219846328 
al seque 


219846327 
ence 

iales; 
219846297 


etrageno 
219846274 
sequence 
ceae; 
219846272 
quence 

eriaceae 
219846249 
3963836 39652 
yclaceae 
219846229 
3993148 39945 


219846135 
equence 
eria; 


219846099 
4170715 41722 


219846055 
equence 


265679017 
quence 

diales; Ve 
265679007 
84529 


yclaceae; 
219846498 


36104 


38321 


Clost 


R 


38963 


Pl 


Rh 


ref 
3 


ref 
3 


ref 
3 


ref 


ref 
50 3 


ref 


ref 
3 


ref 


ref 


v 
ref 
513 


ref 
73 3 


ref 
nce 


ref 
S 


ref 
313 


ref 
3 


ref 
3 


, 
ref 


la 
ref 


ref 


rs 


ref 


ref 
4 


ref 
6 


ref 


eria 


acte 


eria 


Suc 


Baci 


cus. 


ridi 


umin 


COCC 


Gr 


odoc 


illo 


278074 32795 
ceae; Aceto 


281102 32825 
riaceae; Ac 


282621 32840 
ceae; Aceto 


445854 Succi 
ciniclastic 


534017 35355 
llus. 


ogloea. 


611882 Plano 


833552 Rumin 


38502 


ales; Rumin 


851732 38531 
ococcaceae; 


897842 Tetra 
us. 


929851 39313 


anomicrobium. 
NR_025862.1 


931373 39327 
anulicatell 


odocyclus. 


121524 41230 
yclales; Rh 


223876 42253 


9637 71125 
nellaceae; 


NR_026327.1 


NR_026325.1 


NR_026324.1 


NR_026323.1 
19 Acetobacterium woodii Bacteria; 
rium. 
NR_026205.1 


NR_026201.1 
89 Thermotoga elfii Bacteria; 
NR_026145.1 
NR_026139.1 
98 Bacillus pseudofirmus Bacteria; 
NR_026130.1 
47 Zoogloea ramigera Bacteria; 


ZO 
NR_026090.1 


NR_025930.1 


NR_025918.1 


NR_025917.1 


NR_025887.1 


NR_025864.1 


NR_025839.1 
95 Rhodocyclus tenuis Bacteria; 
Rh 
NR_025819.1 
94 Geobacillus tepidamans Bacteria; 


NR_025725.1 


NR_025689.1 
27 Vagococcus carniphilus Bacteria; 
NR_025645.1 


NR_029325.1 


NR_029315.1 


3 
b 


7 
e 


9 
b 


n 
u 


3 


Cc 


fo} 


a 
° 


9 


g 


2 


7 


o@ 


5 
oO 


8 


s 


Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


Succiniclasticum 
iclasticum ruminis 
m. 

Thermotoga elfii 


Bacillus 
4 Bacillus 


Bacillus pseudofirmus 


Zoogloea ramigera 


Planococcus citreus 
occus citreus Bacteria; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Tetragenococcus 
enococcus muriaticus 


Planomicrobium 
2 Planomicrobium 


Granulicatella 
8 Granulicatella 


Rhodocyclus tenuis 


Geobacillus tepidamans 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Vagococcus carniphilus 
Salinicoccus 

3 Salinicoccus 
Schwartzia 


Schwartzia 
chwartzia. 


Anaerofilum agile 


Anaerofilum agile Bacteria; Firmicutes; 


270172 Bacteria_16S 86585 86647 5 66 gi| 265679005 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 

pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ru 
270172 Bacteria_16S 90997 91059 5 66 gi| 265679002 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natr 
270172 Bacteria_16S 150545 150591 5 51 gi| 265678962 
strain W6 16S ribosomal RNA, partial sequence 150066 15156 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
270172 Bacteria_16S 244205 244295 6 93 gi| 265678899 
strain LC 1 16S ribosomal RNA, partial sequence 243690 24511 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphae 
270172 Bacteria_16S 322788 322850 5 66 gi| 265678845 


strain H168 16S r 
Firmicutes; Clost 


270172 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


270172 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


270172 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


270172 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


270172 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


270172 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


270172 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


270172 Bacteria_16S 


histaminiformans 
histaminiformans 


270172 Bacteria_16S 


montpellierensis 
montpellierensis 


270172 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


270172 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


270172 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


270172 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


270172 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


270172 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


270172 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


270172 Bacteria_16S 


ibosomal RNA, 
ridia; 


complete sequence 

Halanaerobiales; Halanaerobiace 
347430 347520 6 93 gi 
in Logan B4029 16S ribosomal RNA, part 


RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
661143 661233 6 93 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
683741 683803 5 66 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
735310 735400 6 93 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
766425 766515 6 93 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
792564 792654 6 93 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
817079 817141 5 66 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
994646 994692 5 51 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

1058610 1058676 1 66 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1168737 1168827 6 93 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1183908 11839705 66 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 

1223136 1223198 5 66 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
1254824 1254914 6 


Clostridiaceae; 
93 gi 


322285 32381 


642624 644123 Sporo 


683287 68472 


792094 79356 


1222664 12241 


ae; Haloth 
265678826 
ial sequen 


eria; Firmicutes; Bacillales; Paenibacillaceae; 

417251 417297 5 51 gi| 265678776 
in DV1184 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Pep 

454319 454412 6 95 gi| 265678751 
S ribosomal RNA, complete sequence 453819 45536 
lales; Macrococcus. 

510886 510948 5 66 gi| 265678711 
osomal RNA, partial sequence 510382 51190 
lales; Bacillaceae; Geobacillus. 

542861 542927 1 66 gi| 265678690 
osomal RNA, partial sequence 542382 54390 
Deferribacterales; Deferribacteraceae; Deferriba 

548994 549056 5 66 gi| 265678686 
ribosomal RNA, partial sequence 548509 55004 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

643119 643181 5 66 gi| 265678622 


265678608 
tial seque 
icoccus. 

265678593 


Clostridiu 
265678558 
sequence 

tridiales; 
265678535 
artial seq 
tridiales; 
265678517 


eta. 

265678501 
nce 81658 
bacteroida 
265678381 
al sequenc 
tridiales; 


265678338 
quence 

les; Defer 
228719827 
ce 11682 
taceae; Sp 
228717037 
ce 11834 
Ruminococc 
219878346 


Caminicell 


ref|NR_028995.1 
0 Deferribacter 
cter. 


ref|NR_028991.1 


ref 
musa 


NR_028927.1 
ovata Bacte 


ref 
nce 


NR_028913.1 
660668 

ref |NR_028898.1 
m. 
ref |NR_028862.1 
734793 736329 
Veillonellaceae 
ref |NR_028839.1 
uence 765978 
Veillonellaceae 
ref |NR_028820.1 


ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref |NR_028683.1 
e 994185 995652 


Clostridiales F 


ref |NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_025485.1 


a. 


219857194 


limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 


ref |NR_029313.1| Anaerofilum 
86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_029310.1| Natroniella acetigena 
Natroniella acetigena Bacteria; 
oniella. 
ref|NR_029270.1| Clostridium litorale 
6 Clostridium litorale Bacteria; 
m. 
ref|NR_029207.1| Megasphaera elsdenii 
5 Megasphaera elsdenii Bacteria; 
ra. 
ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 
ref|NR_029131.1| Brevibacillus 
ce 346943 348361 Brevibacillus 
Brevibacillus. 
ref|NR_029081.1| Tepidibacter 
416856 418235 Tepidibacter 
tostreptococcaceae; Tepidibacter. 
ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 
ref|NR_029016.1| Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Deferribacter abyssi 
abyssi Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Sporomusa ovata strain 
ria; Firmicutes; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Allisonella 
Allisonella 
Allisonella. 
Veillonella 

767386 Veillonella 
Veillonella. 
Spirochaeta americana 


, 


’ 


0 Spirochaeta americana Bacteria; 


Selenihalanaerobacter 

halanaerobacter shriftii 

naerobacter. 
Acidaminobacter 
Acidaminobacter 

amily XII. Incertae 


Deferribacter 
3 Deferribacter 
eferribacter. 
Spirochaeta 
haeta smaragdinae DSM 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


ref|NR_024822.1 
1254345 125584 


Brevibacillus 
5 Brevibacillus 


270172 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


270172 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


270172 Bacteria_16S 


papyrosolvens DSM 
2782 Bacteria; Fi 


270172 Bacteria_16S 


strain DSM 1672 
Firmicutes; Clost 
270172 Bacteria_ 
strain DSM 2875 
Firmicutes; Clost 
270172 Bacteria_ 
strain DSM 5090 
Firmicutes; Clost 
270172 Bacteria 
strain DSM 3132 
Firmicutes; Clost 


270172 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


270172 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


270172 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


270172 Bacteria_16S 


micronuciformis s 
micronuciformis B 


270172 Bacteria_16S 


californiensis st 
californiensis Ba 


270172 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


270172 Bacteria_16S 


Sapomandens strai 
Sapomandens Bacte 


270172 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


270172 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


270172 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


270172 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


270172 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


270172 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


270172 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


270172 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


270172 Bacteria_16S 


histidinovorans s 
histidinovorans B 


16S 


16S 


16S 


1328933 1329023 6 93 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veill 
1338118 1338176 1 59 
ain CH34 16S ribosomal RNA, partial s 
4 Bacteria; Proteobacteria; Betaprote 


1577019 1577085 1 

2782 16S ribosomal RNA, 
rmicutes; Clostridia; 
1747843 17479055 


66 
complete seq 
Clostridiales; 

66 
ridia; Clostridiales; Veillonellaceae 
1881679 18817415 66 
ridia; Clostridiales; Veillonellaceae 
1883255 18833175 66 
ridia; Clostridiales; Veillonellaceae 
1884835 1884897 5 66 
ridia; Clostridiales; Veillonellaceae 
1972553 1972615 5 66 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
2050794 2050856 5 


Clostridiaceae; 
66 
ridia; Clostridiales; Veillonellaceae 
2104274 21043205 Su 
Z-7981 16S ribosomal RNA, partial seq 
tes; Clostridia; Clostridiales; Clost 
2140535 2140625 6 93 
train AIP 412.00 16S ribosomal RNA, p 
acteria; Firmicutes; Clostridia; Clos 
2237490 2237536 5 51 
rain APO 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clost 
2316629 2316719 6 93 
n PBl 72 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibac 
2428866 2428928 5 66 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostrid 
2527142 2527235 6 96 
in S1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Pepto 
2564671 2564717 5 51 
train DSM 3953 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clos 
2572332 2572398 3 68 
s strain SR3 16S ribosomal RNA, parti 
s Bacteria; Firmicutes; Clostridia; C 
2615541 2615587 5 51 
ridia; Clostridiales; Clostridiales F 
2706168 2706258 6 93 
ain T-2-2 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacill 
2778218 2778276 6 63 
rain DS-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Paeni 
2794651 2794697 5 51 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clost 
2998777 2998867 6 93 
in DSM 2641 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Bacilla 
3088066 3088112 5 51 
train Z-7940 16S ribosomal RNA, parti 
acteria; Firmicutes; Clostridia; Clos 


270172 Bacteria_16S 


3095565 3095662 1 95 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


one 


e 
O. 


qu 
ba 


u 
Cc 


en 
lo 


v 


s 


, 


s 


’ 


s 


’ 


cl 


v 


u 
r 


en 
id 


rt 
ri 


a 
t 


e 
r 


qu 
id 


e 
a 


qu 
11 


se 
ial 
e 
c 


nc 
oc 
ia 
ri 


te 
12 


1 
os 


a 
1 


ami 


s 
a 


eq 
le 


s 
b 


eq 
ac 


se 
rid 
1 
c 


s 
ea 


1 
ri 


a 
c 


219846090 


228721484 


219846510 


219878375 
6S ribosomal RNA, partial sequence 1747351 17488 
M 
219878278 
6S ribosomal RNA, partial sequence 1881182 18827 
poromusa. 
219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878276 
6S ribosomal RNA, partial sequence 1884339 18858 


219878213 
1972100 19735 


219878158 
6S ribosomal RNA, partial sequence 2050314 20518 
Anaerosin 
219878117 


219857641 


219857574 


219857518 


219857438 


219857359 


219857291 


219857286 


219857255 


16S ribosomal RNA, partial sequence 2615060 26165 


219857184 


219857131 


219857120 


219846924 


219846863 


219846858 


13284 
llaceae; 


ence 


cteria; 


ce 15765 
stridiac 


egamonas 


poromusa 


poromusa 


ostridiu 


ce 21038 
iaceae; 


ial sequ 
diales; 


ence 
iales; C 
ence 
aceae; P 
quence 
es; Pept 


e 25266 
caceae; 


1 sequen 
diales; 


sequence 
tridiale 
ly XII. 


uence 
s Family 


uence 
illaceae 


quence 
iales; C 
equence 

e; Anoxy. 


sequence 
diales; 


ref|NR_025680.1| Dialister invisus DSM 
39 1329962 Dialister invisus DSM 15470 
Dialister. 
ref|NR_027607.1| Cupriavidus 

1337638 1339130 Cupriavidus 
Burkholderiales; Burkholderiaceae; 
ref|NR_026102.1| Clostridium 
77 1578067 Clostridium papyrosolvens DSM 


eae; Clostridium. 
ref|NR_025514.1] Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 
ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 


ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 
ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 


ref|NR_025352.1| Clostridium akagii 
91 Clostridium akagii Bacteria; 

m. 

ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
us. 

ref|NR_025256.1] Anoxynatronum 

27 2105235 Anoxynatronum sibiricum 
Anoxynatronum. 

ref|NR_025230.1|] Megasphaera 

ence 2140092 2141502 Megasphaera 
Veillonellaceae; Megasphaera. 
ref|NR_025162.1| Tindallia 


2237029 223848 
lostridiaceae; T 
ref|NR_025106.1 
2316148 231753 
aenibacillus. 
ref |NR_025026.1 
2428395 242981 
ococcaceae; Desu 
ref|NR_024947.1| Desulfotomaculum 
73 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024917.1 
2571864 257337 
s; Clostridiaceae; Clostridium. 
ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024812.1| Exiguobacterium 
2705678 2707191 Exiguobacterium 
XII. Incertae Sedis; Exiguobacterium. 
ref|NR_024759.1| Paenibacillus 
2777747 2779208 Paenibacillus 
; Paenibacillus. 
ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
lostridiaceae; Alkaliphilus. 
NR_026516.1| Anoxybacillus 
16 Anoxybacillus 


3 Tindallia 

indallia. 
Paenibacillus 

1 Paenibacillus 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 


Eubacterium 
8 Eubacterium 
Eubacterium. 

Clostridium 
7 Clostridium 


ref|NR_026455.1 
3087607 308909 
Clostridiaceae; 


Natronincola 
0 Natronincola 
Natronincola. 


ref|NR_026450.1| Ruminobacter 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 


Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Suc 


cinivibrionaceae; Ruminobacter. 


270172 Bacteria_16S 3101515 31015615 51 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

270172 Bacteria_16S 3110467 3110529 5 66 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 

270172 Bacteria_16S 3202971 3203033 5 66 gi| 219846786 |ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

270172 Bacteria_16S 3240810 3240872 5 66 gi|219846760|ref|NR_026352.1| Thermobrachium celere 


strain NZ35 16S r 
Firmicutes; Clostridia; Clostridiales; 
270172 Bacteria_16S 3273980 3274042 5 
strain DSM 3662 1 


ibosomal RNA, partial sequence 


66 


3240430 32418 


Clostridiaceae; 


gi 


Th 
219846738 


6S ribosomal RNA, partial sequence 3273522 32749 


ermobrac 


33 Thermobrachium celere Bacteria; 
hium. 
ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

270172 Bacteria_16S 3298344 3298410 3 68 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

270172 Bacteria_16S 3316574 3316664 6 93 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 


strain Z-7491 16S 
Spirochaetes; Spi 
270172 Bacteria_16S 
strain DSM 5156 1 
Firmicutes; Clost 
270172 Bacteria_16S 
strain DSM 8722 1 
Firmicutes; Bacillales; Bacillaceae; 
270172 Bacteria_16S 3542318 3542408 6 
strain DSM 8716 1 
Firmicutes; Bacil 


rochaetales; 
3374458 33745205 


ridia; Halanaerobiales; 
3537620 3537710 6 


lales; Bacillaceae; 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


66 


93 


6S ribosomal RNA, partial sequence 
Bacillus. 


93 


6S ribosomal RNA, partial sequence 
Bacillus. 


3316113 33175 


Spirocha 


gi 


gi 


eta. 
219846667 


6S ribosomal RNA, partial sequence 3374001 33754 
Halobacteroida 


ceae; 
219846551 


3537139 35386 


gi 


219846548 


3541838 35433 


Oren 


87 Spirochaeta alkalica Bacteria; 


ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 
ia. 
ref|NR_026143.1| Bacillus gibsonii 
44 Bacillus gibsonii Bacteria; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


270172 Bacteria_16S 3653309 3653399 6 93 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

270172 Bacteria_16S 3677786 3677852 1 66 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

270172 Bacteria_16S 3958238 3958328 6 93 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

270172 Bacteria_16S 4041917 4042007 6 93 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 4070561 4070651 6 93 gi|219846172|ref|NR_025762.1| Veillonella caviae 


strain PV1 16S ri 


bosomal RNA, partial sequence 


4070099 40715 


00 Veillonella caviae Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

270172 Bacteria_16S 4102266 4102356 6 93 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 4183435 41834815 Si gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

270172 Bacteria_16S 4207561 4207623 5 66 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

270172 Bacteria_16S 16993 17050 12 68 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270172 Bacteria_16S 21598 21659 6 66 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

270172 Bacteria_16S 29276 29333 12 68 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270172 Bacteria_16S 55045 55106 6 66 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

270172 Bacteria_16S 106471 106532 6 66 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

270172 Bacteria_16S 184141 184206 3 68 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


270172 Bacteria_16S 
strain W 1471 16S 
Clost 
270172 Bacteria_16S 


Firmicutes; 


strain MSB-8 16S 


Thermotogae; 


Thermotogae; 


Ther: 
270172 Bacteria_16S 
strain HO14 16S r 
Spirochaetes; 
270172 Bacteria_16S 
strain CC-1 16S r 
Ther: 
270172 Bacteria_16S 
delbrueckii subsp 
Lactobacillus delbrueckii subsp. 


Lactobacillus. 


270172 Bacteria_16S 
kalixensis strain 
kalixensis Bacter 
270172 Bacteria_16S 
strain DV1140 16S 


Thermotogae; 


270172 Bacteria_16S 
silvestris strain 
silvestris Bacter 
270172 Bacteria_16S 


strain AIP313.00 


Firmicutes; 


270172 Bacteria_16S 
salivarius strain 
salivarius Bacter 
270172 Bacteria_16S 


geysericola 


geysericola Bacte 
270172 Bacteria_16S 
strain S5b2 16S r 
Proteobacteria; 
270172 Bacteria_16S 
1139 16S ribosoma 


Bacillales; 


270172 Bacteria_16S 
4359 16S ribo 
Ther 


DSM 
Thermotogae; 


Spi 


281732 281813 5 82 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
304530 304575 6 Si gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
310689 310758 6 73 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
330459 330520 6 66 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
380235 380292 12 68 gi 
indicus strain NCC725 16S ribosomal 


gi 


Eubacteriaceae; 


’ 


indicus Bacteria; 


265678872 
281272 28276 
Eubacteriu 
265678857 
304028 30558 


265678853 
310195 31168 
Borrelia 
265678840 
329993 33159 


265678801 
RNA, parti 
Firmicutes; 


ref|NR_029178.1| Eubacterium infirmum 
7 Eubacterium infirmum Bacteria; 
m. 
ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_029159.1 
7 Borrelia japonica Bacteria; 
burgdorferi group. 

ref|NR_029145.1| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


Borrelia japonica 


Lactobacillus 
379741 381255 
Lactobacillales; Lactobacillaceae; 


ref 
als 


NR_029106.1 
equence 


414238 414295 12 68 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
504836 504881 6 51 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 
ribosomal RNA, partial sequence 504361 505871 Thermosipho atlanticus Bacteria; 
Thermotogales; Thermotogaceae; Thermosipho. 
730789 730850 6 66 gi|265678561|ref|NR_028865.1]| Solibacillus 
HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
ia; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 
804812 804873 6 66 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 
932953 933010 12 68 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
977585 977642 10 66 gi|265678392|ref|NR_028694.1| Herpetosiphon 
strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
ria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 
1002324 1002381 3 59 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
ibosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 
1087030 1087121 6 94 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 


Bacil 


laceae; Bacillus. 


1202105 1202150 6 51 gi 


motogales; Thermotogaceae; Thermotoga. 


228715358 
somal RNA, partial sequence 1201630 1203111 Thermotog 


ref |NR_027530.1 


a neapolitan 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


270172 Bacteria_16S 1424216 1424273 3 59 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

270172 Bacteria_16S 1438159 1438216 3 59 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

270172 Bacteria_16S 1525771 1525828 12 68 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270172 Bacteria_16S 1631906 1631967 6 66 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 

270172 Bacteria_16S 1829801 1829858 3 59 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
270172 Bacteria_16S 1837449 1837506 12 68 gi|219878310|ref|NR_025449.1| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270172 Bacteria_16S 1839012 1839069 12 68 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270172 Bacteria_16S 1974129 1974190 6 66 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

270172 Bacteria_16S 2069051 2069108 3 59 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

270172 Bacteria_16S 2082973 2083030 12 68 gi|219878134|ref|NR_025273.1| Lactobacillus 


johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


2082477 2083963 Lactobacillus 


270172 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


270172 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain 3CB-1 16S 
Proteobacteria; B 


270172 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


270172 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


270172 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


270172 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


270172 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


270172 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


270172 Bacteria_16S 


straminisolvens s 
straminisolvens B 


270172 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


270172 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


270172 Bacteria_16S 


strain 15-1 16S r 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 2836997 2837054 12 68 gi|219856899|ref|NR_024718.1 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 28379 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 
270172 Bacteria_16S 2844587 2844656 6 73 gi|219856894|ref|NR_024713.1 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bact 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

270172 Bacteria_16S 3009430 3009487 12 68 gi| 219846917 |ref|NR_026509.1 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 30103 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
270172 Bacteria_16S 3059557 3059614 3 59 gi|219846882|ref|NR_026474.1 


strain AX39 16S r 
Proteobacteria; B 


270172 Bacteria_16S 


mechernichensis s 
mechernichensis B 


270172 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


270172 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


270172 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


270172 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


270172 Bacteria_16S 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 


aeronauticum Bact 


2108731 2108792 6 66 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2123923 2123984 6 66 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2125479 2125540 6 66 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2498291 2498348 3 59 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2558585 2558642 10 66 
ibosomal RNA, partial sequence 


gi 


cl 


gi 


gi 


Rhod 
gi 


Oc 


ribosomal RNA, partial sequence 


a; Rhodocyclales; Rhodocyclaceae; Azos 
2653709 2653766 3 59 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2682268 2682329 6 66 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
2694074 2694143 6 73 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
2704621 2704678 12 68 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
2712070 2712131 6 66 gi 
ibosomal RNA, partial sequence 


pL 


Oc 


se 
ri 


se 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3061098 3061155 3 59 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3067056 3067117 6 66 gi 


Oc 


te 


lales; Bacillales Family XI. Incertae 

3074394 3074451 3 59 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3140531 3140592 6 66 gi 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; 

3142090 3142151 6 66 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 


Se 


en 
al 


Gemella 


gi 


Incertae Se 


ob 
219857180 
2711598 27129 


219873437 
2108290 21097 


ostri 


219857652 
2123444 21249 


219857651 
2125001 21265 


219857384 
2497830 24993 


yclac 


219857338 
2558106 25596 


2648722 26501 


ra. 


219857222 
2653267 26546 


yclac 


219857201 


quenc 
diale 


219857192 
2693690 26949 


219857185 


quenc 
acill 


3059104 30605 


yclac 


219846881 
eq 


uence 
ria; 


219846877 
16S ribosomal RNA, partial sequence 3066573 30679 


dis; 


219846872 


ce 30 
es; R 


219846828 
3140051 3141558 Gemel 


219846827 
3141609 31431 


dis; 


3246909 3246970 6 66 gi 


eria; Firmicutes; Clostridia; Clostridia 


219846756 


les; 


ref 


dium. 


ref 


ref 


ref 


; Th 
ref 


eae auera. 


ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

2618640 2618697 3 59 gi| 219857253 |ref|NR_024884.1 
bosomal RNA, partial sequence 2618180 2619685 Dechloromonas 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

2646184 2646241 3 59 gi|219857227|ref|NR_024855.1 

asp 66 16S ribosomal RNA, partial sequence 2645713 264719 
ia; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocycl 

2649189 2649246 3 59 gi|219857225|ref|NR_024853.1 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 
2650692 2650749 3 59 gi|219857224|ref|NR_024852.1 
RNA, partial sequence 2650247 2651682 Azospira oryzae Bact 


ref 
eae; Az 
ref eo 
2681812 26832 
Clostridiaceae; 
ref 


oarcus. 


e 
S; 


ref 

2704122 27056 
ae; Lactobacill 
ref 


e 
ace 


eae; Th 
ref 

3060645 30621 
docyclales; Rho 


ref 


auera. 


Rho 


Gemella 
ref 
12 3075441 Ferri 
ocyclaceae; Fer 
ref 
lab 


739 
hod 


ergeri Bact 
ref 


Gemella 
ref 


Peptococcaceae; 


NR_026099.2 
71 Clostridium aldrichii Bacteria; 


NR_025241.1 
50 Bacillus aquimaris Bacteria; 


NR_025240.1 
06 Bacillus marisflavi Bacteria; 


NR_024972.1 
17 Thauera chlorobenzoica Bacteria; 


NR_024926.1 
14 Eubacterium aggregans Bacteria; 


NR_024850.1 
16 Azoarcus communis Bacteria; 


NR_024829.1 
NR_024820.1 
59 Borrelia turcica Bacteria; 
NR_024813.1 


NR_024808.1 
85 Bacillus vietnamensis Bacteria; 


NR_026473.1 
NR_026469.1 
47 Gemella palaticanis Bacteria; 


NR_026464.1 


NR_026420.1 


NR_026419.1 
18 Gemella sanguinis Bacteria; 


NR_026348.1 
3246473 3247948 Desulfotomaculum 
Desulfotomaculum. 


e 


5 


2 
u 


0 
u 


e 


6 


3 
id 


b 
z 


e 


Ss. 


Clostridium aldrichii 


Bacillus aquimaris 


Bacillus marisflavi 


Thauera chlorobenzoica 


Eubacterium aggregans 


Dechloromonas agitata 


agitata Bacteria; 


Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azospira oryzae strain 
ria; Proteobacteria; 


Azoarcus communis 


Clostridium 
8 Clostridium 
Clostridium. 
Borrelia turcica 


Lactobacillus 
7 Lactobacillus 
s. 
Bacillus vietnamensis 


Lactobacillus 
8 Lactobacillus 
S's 

Borrelia sinica strain 
ria; Spirochaetes; 


Lactobacillus 
2 Lactobacillus 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Gemella palaticanis 


Ferribacterium 
acterium limneticum 
ibacterium. 

Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


Desulfotomaculum 


270172 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


270172 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


270172 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


270172 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


270172 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


270172 Bacteria_16S 


Ya501 16S ribosom 
Spirochaetales; S 


270172 Bacteria_16S 


R-7190 16S riboso: 
Bacillales; Bacil 


270172 Bacteria_16S 


stackebrandtii st 
stackebrandtii Ba 


270172 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain R18 16S ri 
Proteobacteria; A 


270172 Bacteria_16S 


strain M6 16S rib 
Proteobacteria; A 


270172 Bacteria_16S 


strain V2 16S rib 
Proteobacteria; A 


270172 Bacteria_16S 


strain IS 123 16S 
Proteobacteria; A 


270172 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


270172 Bacteria_16S 


aminovalericum st 
aminovalericum Ba 


270172 Bacteria_16S 


berkhoffii 
berkhoffii 


subsp. 
subsp. 


270172 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


270172 Bacteria_16S 


strain SCII24 16S 
Proteobacteria; A 


270172 Bacteria_16S 


grignonense strai 
grignonense Bacte 


3280041 3280100 10 68 


gi 


ridia; Clostridiales; 
3522396 3522453 3 


Eubacteriaceae; 
59 gi 


etaproteobacteria; Rhodocyclales; Rhod 
3536062 3536123 6 66 gi 


Bacillus. 
66 


lales; Bacillaceae; 


3609468 3609529 6 gi 


270172 Bacteria_16S 


strain J1 16S rib 
Proteobacteria; A 


219846734 


6S ribosomal RNA, partial sequence 3279583 32810 


Acetobacte 
219846561 


6S ribosomal RNA, partial sequence 3521933 35234 


ocyclaceae 
219846552 


6S ribosomal RNA, partial sequence 3535585 35370 


219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


ref |NR_026326.1 
rium. 
ref |NR_026153.1 
; Th 
ref 


auera. 
NR_026144.1 


ref|NR_026091.1 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Bacillus fordii strain 
ria; Firmicutes; 


Planococcus 
9 Planococcus 


Marinibacillus 
bacillus campisalis 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Geovibrio 
Geovibrio 
eovibrio. 
Clostridium 
Clostridium 
lostridium. 
Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 
eae; Ochrobactrum. 


Devosia neptuniae 


lales; Planococcaceae; Planococcus. 

3759986 3760055 6 73 gi| 219846392 |ref|NR_025983.1 
ribosomal RNA, partial sequence 3759507 37610 
rochaetales; Spirochaetaceae; Borrelia. 

3778060 3778105 6 51 gi| 219846378 |ref|NR_025969.1 
bosomal RNA, partial sequence 3777587 37790 
motogales; Thermotogaceae; Thermotoga. 

3871934 3871995 6 66 gi|219846314|ref|NR_025904.1 
ribosomal RNA, partial sequence 3871442 38729 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3873521 3873582 6 66 gi|219846313|ref|NR_025903.1 

16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 
tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

3914893 3914962 6 73 gi|219846284|ref|NR_025874.1 
ribosomal RNA, partial sequence 3914434 39158 
rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi gro 

3916309 3916378 6 73 gi| 219846283 |ref|NR_025873.1 
al RNA, partial sequence 3915851 3917216 Borrelia turdi Bacter 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 

4040458 4040519 6 66 gi|219846196|ref|NR_025786.1 
mal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
laceae; Bacillus. 

4043453 4043510 10 66 gi|219846191|ref|NR_025781.1 
rain K22-03 16S ribosomal RNA, partial sequence 4042976 404443 
cteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

4131065 4131126 6 66 gi|219846126|ref|NR_025716.1 

SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
tes; Bacillales; Planococcaceae; Marinibacillus. 

5009 5077 1 68 gi|265679060|ref|NR_029368.1 
bosomal RNA, partial sequence 4584 5982 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

6471 6539 1 68 gi|265679059|ref|NR_029367.1 
osomal RNA, partial sequence 6033 7437 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

7928 7996 1 68 gi| 265679058 |ref|NR_029366.1 
osomal RNA, partial sequence 7488 8910 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

62569 62637 1 68 gi|265679022|ref|NR_029330.1 

ribosomal RNA, partial sequence 62180 63541 
lphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 

92538 92633 1 93 gi| 265679001 |ref|NR_029309.1 
ain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; G 

188806 188872 3 68 gi| 265678937 |ref|NR_029245.1 
rain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 

318179 318247 1 68 gi| 265678848 |ref|NR_029153.1 

strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bar 
629305 629373 1 68 gi|265678631|ref|NR_028936.1 
ribosomal RNA, partial sequence 628893 63029 
lphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseosp 
677935 678003 1 68 gi| 265678597 |ref|NR_028902.1 
ribosomal RNA, partial sequence 677507 678904 Ochrobactrum 
lphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

679380 679448 1 68 gi| 265678596 |ref|NR_028901.1 
n OgA9a 16S ribosomal RNA, partial sequence 678955 680426 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellac 

767867 767935 1 68 gi|265678534|ref|NR_028838.1 
osomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 


lphaproteobacteria; 


Rhizobiales; Hyphomicrobiaceae; Devosia. 


270172 Bacteria_16S 
strain Z-7191 16S 


Firmicutes; 


270172 Bacteria_16S 
strain JCM 21370 


Clostridia; 


891231 891293 5 66 gi 


Halanaerobiales; 
1070628 1070696 1 68 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270172 Bacteria_16S 
strain NAFOO1 16S 


Firmicutes; 


Bacteria; 


Bacillales; 


Firmicutes; 


Firmicutes; 


270172 Bacteria_16S 


DSM 
Clostridia; 


270172 Bacteria_16S 
strain DSM 286 16 


Firmicutes; 


270172 Bacteria_16S 
strain CNS 2-75 1 


Spirochaetes; 
270172 Bacteria_16S 
strain A828 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
270172 Bacteria_16S 


Bacillales; 
270172 Bacteria_16S 
strain AAFu3 16S 
Deferribacteres; 
270172 Bacteria_16S 
schoenbuchensis s 
schoenbuchensis B 
270172 Bacteria_16S 
strain CCUG 47334 
Firmicutes; 
270172 Bacteria_16S 
gallinifaecis str 
gallinifaecis Bac 
270172 Bacteria_16S 
strain IBS 506 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
270172 Bacteria_16S 
strain IBS 382 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
270172 Bacteria_16S 
strain 91-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
270172 Bacteria_16S 
strain IBS 193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
270172 Bacteria_16S 
strain IBS 325 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
270172 Bacteria_16S 
strain C-29 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
270172 Bacteria_16S 
IFO15715 16S ribo 


316 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 


1080957 1081049 6 95 gi 
ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
1149121 11492161 93 gi 
ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
1232259 12323271 68 gi 


1613737 1613829 6 95 gi 
16S ribosomal RNA, partial sequence 

Clostridia; Clostridiales; 
1656252 1656320 1 68 gi 


2075172 2075240 1 68 gi 


2084425 2084493 1 68 gi 


2295441 2295509 1 68 gi 


2296907 2296975 1 68 gi 


2395337 2395405 1 68 gi 


2549344 2549412 1 68 gi 


2878858 2878950 6 95 gi 


Bacillus. 
2889443 2889507 5 68 gi 


Clostridiales; Eubacteriaceae; 
3017041 30171035 66 gi 
ribosomal RNA, partial sequence 

Halanaerobiales; 
3531501 3531565 5 68 gi 


Clostridiaceae; Sarcina. 
3532948 3533012 5 68 gi 
S ribosomal RNA, partial sequence 
Clostridiales; Clostridiaceae; 
3683728 3683796 1 68 gi 


3893638 3893706 1 68 gi 


ribosomal RNA, partial sequence 


3933288 3933344 6 61 gi 


4108263 41083311 68 gi 


20098 20157 1 59 gi 


multivorans strain Struelens 16S ribosomal RNA, partial 
multivorans Bacteria; Proteobacteria; Betaproteobacteri 


Burkholderia; 
270172 Bacteria_16S 


Burkholderia cepacia complex. 


23148 23211 6 68 gi 


ribosomal RNA, partial sequence 890778 89219 
Halobacteroidaceae; 


16S ribosomal RNA, partial sequence 1070184 10716 


1080469 10819 


1148654 11501 


train R1 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; Rh 


Clostridiales Fa 


ain Iso 196 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


2074760 20762 


2084014 20854 


2295034 22964 


2296489 22979 


2394935 23963 


2548929 25503 


somal RNA, partial sequence 2878366 2879894 Bacil 
Bacillaceae; 
270172 Bacteria_16S 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 28904 
Clostridia; 
270172 Bacteria_16S 

strain SG3902 16S 
Clostridia; Halobacteroidaceae; 


3531057 3532455 Sarci 


3532506 35339 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
270172 Bacteria_16S 
strain F9251 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
270172 Bacteria_16S 
strain HT31 16S ribosomal RNA, partial sequence 
Spirochaetales; 


3893217 38946 


3932829 39341 
Spirochaetaceae; Borrelia. 


4107869 41092 


265678450 


Oren 
265678330 


Rhodospiri 
265678322 
253680757 
Geovibrio 
219878271 
219878467 
16132 
219878437 
Rhiz 
219878139 
219878133 
219857533 
219857532 
219857463 


219857344 


219856872 


219846554 
Sarcina. 
219846448 


219846299 


219846271 


219846146 


265679050 
sequence 


a; Burkholderiales; 


ref|NR_028752.1| Orenia sivashensis 
7 Orenia sivashensis Bacteria; 

ia. 
ref|NR_028632.1| Tistrella mobilis 
36 Tistrella mobilis Bacteria; 
llaceae; Tistrella. 

ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


ref|NR_028005.1| Geovibrio thiophilus 
27 Geovibrio thiophilus Bacteria; 
ref|NR_025410.1| Bartonella 


1231844 1233289 Bartonella 
izobiales; Bartonellaceae; Bartonella. 
ref|NR_025606.1| Helcococcus sueciensis 
59 1614770 Helcococcus sueciensis 
mily XI. Incertae Sedis; Helcococcus. 
ref|NR_025576.1] Ochrobactrum 

1655822 1657274 Ochrobactrum 
obiales; Brucellaceae; Ochrobactrum. 
ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 
Bartonella. 
ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 
Bartonella. 
ref|NR_025121.1| Bartonella bovis 
38 Bartonella bovis Bacteria; 
Bartonella. 
ref|NR_025120.1| Bartonella capreoli 
31 Bartonella capreoli Bacteria; 
Bartonella. 
ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 
Bartonella. 
ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref|NR_024691.1| Bacillus flexus strain 
lus flexus Bacteria; Firmicutes; 


219856863|ref|NR_024682.1| Eubacterium budayi 
51 Eubacterium budayi Bacteria; 
Eubacterium. 
219846912|ref|NR_026504.1] Orenia salinaria 
3016582 3017918 Orenia salinaria Bacteria; 
Orenia. 
219846555|ref|NR_026147.1| Sarcina maxima strain 


na maxima Bacteria; Firmicutes; 


ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 


ref |NR_026039.1 
56 Ochrobactrum 


Ochrobactrum anthropi 
anthropi Bacteria; 


ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref|NR_025861.1| Borrelia miyamotoi 
96 Borrelia miyamotoi Bacteria; 


ref|NR_025736.1| Bartonella chomelii 
43 Bartonella chomelii Bacteria; 
Bartonella. 
ref |NR_029358.1| Burkholderia 
19628 21106 Burkholderia 
Burkholderiaceae; 


orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 


Bacteria; 


Firmicutes; 


Clostridia; Clostridiales; 


Clostridiaceae; 


265679048|ref|NR_029356.1| Clostridium 
24226 Clostridium orbiscindens 
Clostridium. 


270172 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


270172 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


270172 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


270172 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


270172 Bacteria_16S 


strain Benl04 16S 
Proteobacteria; A 


270172 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


270172 Bacteria_16S 


strain 166 16S ri 
Proteobacteria; A 


270172 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


270172 Bacteria_16S 


CFN 42 16S riboso: 
Alphaproteobacter 


270172 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


270172 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


270172 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


270172 Bacteria_16S 


strain HTCC2506 1 
Proteobacteria; A 


270172 Bacteria_16S 


G1212 16S ribosom 
Alphaproteobacter 


270172 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


270172 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


270172 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


270172 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


270172 Bacteria_16S 


strain M343/98/2 
Actinobacteria; A 


270172 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


270172 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


148964 149079 1 112 
bosomal RNA, partial sequence 


gi 


185718 185797 6 82 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
237895 237954 1 59 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
239444 239503 1 59 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

251730 251825 1 93 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
253205 253300 1 93 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


gi 


260559 260654 1 93 
bosomal RNA, partial sequence 

lphaproteobacteria; Rhizobiales; Rhizo 
266661 266720 1 59 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
272650 272745 1 93 gi 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 

339932 339995 6 68 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
350337 350432 1 93 gi 


gi 


Rhizobi 
gi 


ia; Rhodobacterales; Rhodobacteraceae; 

351770 351865 1 93 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
390960 391019 1 59 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 


438903 438998 1 93 gi 


lphaproteobacteria; Rhizobiales; Auran 
476991 477086 1 93 gi 
al RNA, partial sequence 
ia; Rhodobacterales; Rhodobacteraceae; 
513872 513935 6 68 gi 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
550605 550668 6 68 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
583840 583935 1 93 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


585341 585432 

16S ribosomal RNA, 
lales; Bacillaceae; 
673313 673400 


6 94 gi 
partial sequence 

Bacillus. 

11 95 gi 
ctinobacteridae; Actinomycetales; Acti 
680901 680960 1 59 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
682306 682365 1 59 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 


270172 Bacteria_16S 


strain TH-3 16S r 


148511 15001 


185230 18674 


6S ribosomal RNA, partial sequence 237457 23896 


251300 25272 


260171 26154 


266185 26767 


272240 273697 Rhizo 


339450 34088 


somal RNA, partial sequence 349928 351312 Parac 


351363 35277 


6S ribosomal RNA, partial sequence 438478 43991 


476563 478023 Parac 


513446 51481 


16S ribosomal RNA, partial sequence 672829 67426 


680477 68183 
eriaceae; 


eriaceae; 


265678963 


265678939 


elotrichac 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678894 


hodobacter 
265678893 
quence 

ia; Rhodob 


265678887 


biaceae; R 
265678882 


alobactera 
265678878 


um/Agrobac 
265678831 


cus. 
265678824 


Paracoccu 
265678823 


biaceae; R 
265678794 
ce 39048 
riales; Bu 
265678762 


timonadace 
265678733 


Paracoccu 
265678709 


illus. 
265678685 
quence 
ctobacilla 
265678663 
equence 
ria; Rhodo 


265678662 
58488 


265678600 
nomycineae 


265678595 


265678594 
68188 


715344 715439 1 93 gi 
ibosomal RNA, partial sequence 


Neis 


ref |NR_029271.1 


ref |NR_029247.1 
eae. 
ref |NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 
ref|NR_029202.1 
aceae; Amaricocc 
ref|NR_029201.1 

252777 254201 
acterales; Rhodo 
ref|NR_029195.1 
hizo 
ref 


bium/Agrobac 
NR_029188.1 
ceae; Oxalobacte 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029136.1 


ref 

occu 

Ss. 
ref 


NR_029129.1 
s kocurii Ba 


NR_029128.1 


hodobium. 
ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref |NR_029067.1 


Fulvimarina 
NR_029038.1 
s yeei Bacte 


ae; 
ref 
occu 
s. 

ref|NR_029014.1 
3 Lactobacillus 


ref|NR_028990.1 

550095 551652 
ceae; Lactobacil 
ref |NR_028968.1 
583422 584837 
bacterales; Rhod 


ref |NR_028967.1 
8 586308 Bacill 


ref|NR_028905.1 


¢- Ac 
ref 


tinomycetace 
NR_028900.1 


seria. 
ref |NR_028899.1 
2 683236 Neisse 
seria. 


265678571 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


ae 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Paracoccus kocurii 
cteria; Proteobacteria; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Lactobacillus rossiae 
rossiae Bacteria; 


Lactobacillus 
Lactobacillus 
lus. 
Paracoccus 
Paracoccus 
obacteraceae; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Neisseria animalis 


1 Neisseria animalis Bacteria; 
Neis 


Neisseria lactamica 
ria lactamica Bacteria; 


ref |NR_028876.1 


Aminobacter aganoensis 


714920 716386 Aminobacter aganoensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 


270172 Bacteria_16S 


strain 3-p 16S ri 


respiraculi strai 
respiraculi Bacte 


270172 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


270172 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


270172 Bacteria_16S 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
270172 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


270172 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


270172 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


270172 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


270172 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


270172 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


270172 Bacteria_16S 


strain SH22623 16 
Proteobacteria; A 


270172 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


270172 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


270172 Bacteria_16S 


col 
Proteobacteria; 


16S ribosomal 
B 


270172 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


270172 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


270172 Bacteria_16S 


temperatum strain 
temperatum Bacter 


270172 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


270172 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


270172 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


270172 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


270172 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


742970 743065 1 93 
bosomal RNA, partial sequence 


gi 


757277 757336 1 59 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
758780 758839 1 59 gi 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 
760332 760391 1 59 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
794003 794098 1 93 gi 
B 16S ribosomal RNA, partial sequence 


Neiss 
gi 


823102 823161 1 59 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
862647 862738 6 94 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
873275 873334 1 59 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
892710 892769 1 59 gi 


etaproteobacteria; Burkholderiales; Bu 
894245 894304 1 59 gi 


etaproteobacteria; Burkholderiales; Bu 
950013 950072 1 59 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
1025055 1025150 1 93 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1037267 1037326 1 59 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1091679 1091742 6 68 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

1179380 1179439 1 59 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1238352 1238447 1 93 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1239868 1239963 1 93 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1242856 1242951 1 93 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1283260 1283319 1 59 gi 


Lactobac 
gi 


etaproteobacteria; Burkholderiales; Bu 
1359385 1359444 1 59 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

1376118 1376177 1 59 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1386611 1386670 1 59 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388126 1388185 1 59 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


270172 Bacteria_16S 


1418101 1418192 6 94 gi 


Rh 


qu 


a; 


er 


er 


bi 


s 


a; 


el 


rk 


rk 


rk 


ma. 


bi 


ma. 


il 


at 


se 
ri 


eq 
ia 


qu 
a; 


265678551 
742578 74395 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270172 Bacteria_16S 265678541 


265678540 
758305 75981 


265678539 
759866 76120 


265678516 
265678497 
265678470 


862181 86365 


265678463 
872811 87416 


265678449 
16S ribosomal RNA, partial sequence 892248 89373 


265678448 
16S ribosomal RNA, partial sequence 893783 89526 


265678412 
949535 95104 


265678361 
1024681 10260 


265678353 
1036784 10382 


265678315 
1091188 10926 


228717704 
1178919 1180416 Nitro 
219878163 


219878162 


219878114 


ref |NR_028855.1 


odospirillaceae; Rhodoci 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028844.1 


ence 
Burkhol 


iella. 
NR_028843.1 


iaceae; Alys 


ref 


Neisseria. 
ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028800.1 
822620 824161 
deriales; Burkho 
ref|NR_028773.1 


iaceae; 


79361 
aceae; R 


equence 


Burkhol 


Bulleidia. 
NR_028766.1 


otrichaceae; 


ref 
holderia 


ceae; Cupriavidu 
ref 


NR_028751.1 
holderia 


ceae; Pandoraea. 
ref 


NR_028750.1 
; Pandoraea 
NR_028714.1 


holderiaceae 


ref 


Acidovorax. 
NR_028663.1 


monadaceae; 


ref 


hizo 
ref 


R bium/Agrobac 


NR_028655.1 


aceae; 


monadaceae; Curvibacter 
ref|NR_028617.1 


88 Lactobacillus 


lus. 
ref 
somo 


NR_027566.1 
nas eutropha 
daceae; Nitrosom 
ref |NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 


rosomona 


quence 
a; Rhizo 


uence 
Rhizob 


v 


ence 
Rhizobi 


rk 
qu 
ba 


ce 
ol 


ri 


rk 


219846066 
16S ribosomal RNA, partial sequence 1282800 12842 


228720024 


228717818 
228716754 
1386182 13876 


228716720 
1387667 13891 


224581446 


ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref|NR_027587.1 
1358923 136041 


Burkholderiales; 


holderia 


ence 
cteria; 


ref|NR_027567.1 

65 1377116 Polaro 
deriales; Comamonadacea 
ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 


13756 


ales; Bu 


holderia 


e: 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Lactobacillus algidus 
algidus Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 
onas. 
Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Burkholderia hospita 


hospita Bacteria; 


ia. 

Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Polaromonas 

monas naphthalenivorans 
Polaromonas. 
Burkholderia phymatum 


’ 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


Des 


ref |NR_027228.1 


Helcococcus ovis 


strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Incertae Sedis; H 


elcococcus. 


270172 Bacteria_ 
denitrificans str 


denitrificans K6 
Alicycliphilus. 


270172 Bacteria_ 
tianshanense stra 


tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 
Mesorhizobium. 
270172 Bacteria_16S 1486647 1486742 1 93 gi|219857235|ref|NR_024863.1 


strain SO2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain USDA 9030 
Proteobacteria; 


paracasei subsp. 
paracasei subsp. 


270172 Bacteria_ 


septentrionale s 


Mesorhizobium. 


16S 1480619 1480678 1 
ain K601 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 


59 gi 


0 


16S 1485130 1485225 1 93 gi 


16S 1503112 1503207 1 93 gi 


219878371 
partial sequ 
Betaproteobacteria; 


219857250 
in A-1BS 16S ribosomal RNA, partial sequ 


1486230 14876 
Alphaproteobacteria; Rhizobiales; Rhizobi 
270172 Bacteria_ 219846475 
16S ribosomal RNA, partial sequence 1502684 15041 
Alphaproteobacteria; Rhizobiales; Rhizobi 


270172 Bacteria_ 


ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


ence 


ref|NR_024880.1 


ence 1484704 148617 


aceae; Rhizobium/Agrobac 


ref |NR_026067.1 


aceae; Rhizobium/Agrobac 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Mesorhizobium 
9 Mesorhizobium 


Phyllobacteriaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 


16S 1509180 1509243 6 68 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 1515087 1515182 1 93 gi|219878113|ref|NR_025252.1| Mesorhizobium 
train SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
16S 1548636 1548695 1 59 gi|219857245|ref|NR_024875.1| Aquabacterium commune 


270172 Bacteria_ 


strain B8 16S ri 
Proteobacteria; 


270172 Bacteria_ 
strain B6 16S ribosomal RNA, partial sequence 


Proteobacteria; 


270172 Bacteria_ 
citratiphilum str 


Bacteria; 


lusatiensis stra 
Bacteria; 


270172 Bacteria_ 
americanum strain 


americanum Bacte 
Sinorhizobium/En 


270172 Bacteria_ 


LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi 
Bacillales; Bacillaceae; Bacillus. 

270172 Bacteria_16S 1878518 1878577 1 59 gi| 219878282 |ref|NR_025421.1 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 187954 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
270172 Bacteria_16S 1889409 1889504 1 93 gi|219878272|ref|NR_025411.1 
chacoense strain PR5 16S ribosomal RNA, partial sequence 1888988 1890453 Mesorh 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; M 
270172 Bacteria_16S 1918001 1918064 6 68 gi| 219878249 |ref|NR_025388.1 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 19190 

Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

270172 Bacteria_16S 1969623 19697181 93 gi| 219878215 |ref|NR_025354.1 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 197053 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rh 
Azospirillum. 

270172 Bacteria_16S 2014314 2014409 1 93 gi| 219878186 |ref|NR_025325.1 


strain DSM 2665 
Proteobacteria; 


270172 Bacteria_ 


aquibiodomus str 
aquibiodomus Bac 
Nitratireductor. 


270172 Bacteria_ 


inexpectatum str 
inexpectatum Bac 
Albidovulum. 


270172 Bacteria_ 


zeaxanthinifacie 
zeaxanthinifacie 
Paracoccus. 


270172 Bacteria_ 


pantheris strain 
pantheris Bacter 


270172 Bacteria_ 


strain CCBAU 710 


Proteob 


bosomal RNA, partial sequence 


16S 1550102 1550161 1 59 gi 


16S 1551570 1551629 1 59 gi 


16S 1569425 1569520 1 93 gi 
acteria; Alphaproteobacteria; Rhizobia 
16S 1580031 1580126 1 93 gi 
CFNEI 156 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteri 
sifer group; Sinorhizobium. 
16S 1586209 1586300 6 


94 gi 


1 


16S 
a 
teria; Proteobacteria; Alphaproteobacte 


2098060 2098155 1 93 gi 


16S 2152593 2152688 1 
ain FRR- 
teria; P 


93 gi 
10 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


16S 2158592 2158687 1 93 gi 
ns strain ATCC 21588 16S ribosomal RNA, 
ns Bacte 


16S 2196596 2196659 6 
LMG 21017 16S ribosomal RNA, complete 
ia; Firmicutes; Lactobacillales; Lactob 
16S 2244985 2245080 1 93 gi 
42 16S ribosomal RNA, partial sequence 


68 gi 


1548180 15495 
Betaproteobacteria; Burkholderiales; Aquabacterium. 
219857244 
1549646 15510 
Betaproteobacteria; Burkholderiales; Aquabacterium. 
219857243 
ain B4 16S ribosomal RNA, partial sequence 15511 
Proteobacteria; Betaproteobacteria; Burkholde 
270172 Bacteria_ 


ri 
219878173 
in S1 16S ribosomal RNA, partial sequence 
le 
219878491 
se 
a; 


219878487 


6S ribosomal RNA, partial sequence 2013915 20153 
Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
219878123 
in NL21 16S ribosomal RNA, partial seque 
pepe 


219857633 
eq 
ri 
219857629 
ria; Proteobacteria; Alphaproteob 
219857601 


se 
ac 


95 Aquabacterium 


ref |NR_024874.1 
61 Aquabacterium 


ref |NR_024871.1 
12 1552529 Aquab 
Aquabacterium. 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


ales; 


15690 
s; Phyll 
quence 
Rhizobi 


ref |NR_025626.1 


Hyphomona 
ref|NR_025262.1 
2097632 209908 
Rhizobiales; Phylloba 


nce 
a; 


Ss. 


commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 


acterium citratiphilum 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


ref|NR_025222.1 
uence 2152193 215360 
a; Rhodobacterales; Rhod 


ref |NR_0252 
equence 21581 
Rhodobacterale 


18.1 
artial s 5 
acteria; 
ref|NR_025189.1 
196082 219764 
illaceae; Lactobacillus. 


ND 


quence 


219857569 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 


Lactobacillus 
0 Lactobacillus 


ref|NR_025157.1 
2244578 2245989 Rhizob 


Rhizobium indigoferae 
ium indigoferae 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 


Rhizobium. 


270172 Bacteria_ 
strain ICPB 3636 


Proteobacteria; 


270172 Bacteria_ 
strain DSM 11853 


Proteobacteria; 


270172 Bacteria_ 
campinensis strai 
Proteob 


Bacteria; 


270172 Bacteria_ 
strain KF46F 16S 


Proteobacteria; 


270172 Bacteria_ 


strain DM12 16S 
Proteobacteria; 


270172 Bacteria_ 


strain SPS-1037 
Proteobacteria; 


270172 Bacteria_ 
cinnamivorans str 
cinnamivorans Bac 


270172 Bacteria_ 


strain DSM 1105 
Proteobacteria; 


270172 Bacteria_ 


strain LMG 3413 
Proteobacteria; 


270172 Bacteria_ 


strain VP-6 16S 
Proteobacteria; 


270172 Bacteria_ 


strain VP-5 16S 
Proteobacteria; 


270172 Bacteria_ 


strain ATCC 1962 
Proteobacteria; 


270172 Bacteria_ 
asinigenitalis st 
asinigenitalis Ba 
270172 Bacteria_ 


strain ACCC 1966 
Bacteria; 


270172 Bacteria_ 
strain hl 16S rib 


Proteobacteria; 


270172 Bacteria_ 
intermedia strain 
Proteob 


Bacteria; 


270172 Bacteria_ 


manihotivorans s 


manihotivorans Ba 
270172 Bacteria_ 
strain T7 16S rib 


Proteobacteria; 


270172 Bacteria_ 
kururiensis strai 
Proteob 


Bacteria; 


270172 Bacteria_ 


strain IAM 12409 
Proteobacteria; 


270172 Bacteria_ 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partia 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteri 
270172 Bacteria_ 


carotinifaciens 
carotinifaciens 
Paracoccus. 


270172 Bacteria_ 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bact 


Proteob 


16S 2265100 2265159 1 59 


gi 
Betaproteobacteria; Neisseriales; Neiss 
16S 2274285 22743441 59 gi 


Betaproteobacteria; Burkholderiales; Bu 
16S 2275819 2275878 1 59 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
16S 2304440 2304499 1 59 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 
16S 2334777 2334872 1 93 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 
16S 2410604 2410663 1 59 gi 


nc 
ed 


ma. 


ho 


16S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Tepidimonas. 
16S 2430334 2430397 6 68 gi| 219857437 |ref|NR_025025.1 
ain CIN1 16S ribosomal RNA, partial sequence 2429869 243135 
teria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; P 
16S 2436432 2436491 1 59 gi|219857430|ref|NR_025018.1 
16S ribosomal RNA, partial sequence 2436004 24374 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidu 
16S 2531726 2531785 1 59 gi|219857356|ref|NR_024944.1 


1 
Betaproteobacteria; Burkholderiales; Bu 
16S 2537612 2537707 1 93 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; H 
16S 2539016 25391111 93 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; H 
16S 2546306 2546365 1 59 gi 
4 16S ribosomal RNA, partial sequence 

Betaproteobacteria; Burkholderiales; Co 
16S 2575497 2575556 1 59 gi 
rain UCD-1 16S ribosomal RNA, partial 

cteria; Proteobacteria; Betaproteobact 
16S 2623157 2623252 1 93 gi 
5 16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
16S 2630860 2630955 1 93 gi 
osomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 
16S 2644640 2644699 1 59 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
16S 2673121 2673184 6 68 gi 
train OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
16S 2743711 2743770 1 59 gi 
osomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 
16S 2835466 2835525 1 59 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
16S 2847669 2847728 1 59 gi 


rk 


YP. 


YP. 


ma. 
se 
er 


le 


ho 


e 
Ea 8 


e 

ac 
ma. 
en 


ri 


Betaproteobacteria; Burkholderiales; Coma 


16S 2861645 2861704 1 59 gi 


16S 2925947 2926042 1 93 gi 
strain E-396 16S ribosomal RNA, complet 
Bacteria; Proteobacteria; Alphaproteoba 


2 
1 
a; 
2 
e 


ct 


16S 2945637 2945700 6 68 


gi 


eria; Firmicutes; Lactobacillales; Lactob 


219857556 
16S ribosomal RNA, partial sequence 2264632 22660 
er 
219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
rk 
219857549 


219857526 
2303983 23054 


219857505 
2334350 23357 


219857453 


6S ribosomal RNA, partial sequence 2531266 25327 


219857352 
2537193 25385 


219857351 
2538597 25399 
219857346 
219857284 
219857249 
219857238 
2630432 26317 
219857228 
219857207 
219857158 
2743252 27447 
219856900 
219856892 
16S ribosomal RNA, partial sequence 2847193 28487 


19856883 


19856839 


219856826 


ref|NR_025144.1 


nsiella 
NR_025138.1 


Simo 
ref 


iaceae; 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025114.1 


holderia 


e 22753 
ales; Bu 


monadace Xenophilus. 


NR_025093.1 


ae; 
ref 
dobacteracea 
ref 


e; Paracoccu 
NR_025041.1 


holderiaceae; Cupriavidu 
ref 


NR_024940.1 
homonada 


ceae; Hyphomona 
ref 


NR_024939.1 
homonadaceae; Hyphomona 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 
ref|NR_024915.1 

2575008 257651 
holderiales; Alc 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref |NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref|NR_024786.1 


25458 
monadace 5 
quence 
ia; Burk 


26227 


s; Phyll 


dobacter 


26441 
ales; Co 


sequence 
tobacill 


monadaceae; Delftia. 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 


ref|NR_024711.1 


ce 28349 
ales; Bu 


monadaceae; Delftia. 
ref|NR_024702.1 
2861171 286267 
deriales; Comamo 
ref|NR_024658.1 
2925520 292697 


odobacterales; R 


sequence 
Burkhol 


sequence 
eria; Rh 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Cupriavidus 
vidus campinensis 
Cupriavidus. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


s. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Papillibacter 
9 Papillibacter 
apillibacter. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


s. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


s. 
Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Ss. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
s. 


Hylemonella gracilis 
nella gracilis Bacteria; 


Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Methylarcula terricola 


terricola Bacteria; 


ula. 

Hydrogenophaga 
enophaga intermedia 
drogenophaga. 
Lactobacillus 

4 Lactobacillus 

llus. 

Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Burkholderia 

lderia kururiensis 
Burkholderia. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Paracoccus 

1 Paracoccus 

hodobacteraceae; 


ref|NR_024645.1 
2945130 294667 
acillaceae; Lactobacillu 


Lactobacillus 
8 Lactobacillus 
Ss. 


270172 Bacteria_16S 2994139 29942341 93 gi|219846927|ref|NR_026519.1| Agrobacterium 
larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 2993732 2995168 Agrobacterium 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

270172 Bacteria_16S 3030559 3030638 6 82 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

270172 Bacteria_16S 3055003 3055062 1 59 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 

270172 Bacteria_16S 3075899 3075994 1 93 gi|219846871|ref|NR_026463.1| Rhizobium undicola 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
270172 Bacteria_16S 3085116 3085211 1 93 gi|219846865|ref|NR_026457.1| Paracoccus 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

270172 Bacteria_16S 3086561 3086656 1 93 gi|219846864|ref|NR_026456.1| Paracoccus 
denitrificans strain 381 16S ribosomal RNA, partial sequence 3086162 3087556 Paracoccus 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

270172 Bacteria_16S 3100083 3100146 6 68 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Lactobacillales; Aerococcaceae; Facklamia. 

270172 Bacteria_16S 3106031 3106126 1 93 gi|219846851|ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

270172 Bacteria_16S 3131507 3131602 1 93 gi|219846834|ref|NR_026426.1| Mesorhizobium 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3131100 3132536 Mesorhizobium 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

270172 Bacteria_16S 3224171 3224258 11 95 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

270172 Bacteria_16S 3349990 3350049 1 59 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

270172 Bacteria_16S 3372939 33730015 66 gi|219846668|ref|NR_026260.1| Halanaerobacter 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 3373950 Halanaerobacter 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 

270172 Bacteria_16S 3446368 3446431 6 68 gi|219846612|ref|NR_026204.1| Clostridium viride 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270172 Bacteria_16S 3551557 3551616 5 63 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

270172 Bacteria_16S 3577304 3577399 1 93 gi|219846524|ref|NR_026116.1| Blastobacter 
capsulatus strain 216 16S ribosomal RNA, complete sequence 3576905 3578325 Blastobacter capsulatus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 

270172 Bacteria_16S 3578768 3578863 1 93 gi|219846523|ref|NR_026115.1| Blastobacter 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 3579789 Blastobacter 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
270172 Bacteria_16S 3603403 3603498 1 93 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 

270172 Bacteria_16S 3627274 3627333 1 59 gi| 219846487 |ref|NR_026079.1| Neisseria gonorrhoeae 
strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

270172 Bacteria_16S 3656304 3656399 1 93 gi| 219846467 |ref|NR_026059.1| Rhizobium giardinii 
strain H152 16S ribosomal RNA, partial sequence 3655877 3657353 Rhizobium giardinii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
270172 Bacteria_16S 3790003 3790066 6 68 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

270172 Bacteria_16S 3794553 3794612 1 59 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

270172 Bacteria_16S 3800560 3800655 1 93 gi|219846362|ref|NR_025953.1| Mesorhizobium ciceri 


strain UPM-Ca7 1 


6S ribosomal RNA, partial sequence 


3800153 3801575 Mesorhizobium ciceri Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


270172 Bacteria_16S 3855240 3855299 1 59 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

270172 Bacteria_16S 3875059 3875118 1 59 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

270172 Bacteria_16S 3898300 3898395 1 93 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

270172 Bacteria_16S 3936165 3936260 1 93 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

270172 Bacteria_16S 3937599 3937694 1 93 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

270172 Bacteria_16S 3940491 3940586 1 93 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

270172 Bacteria_16S 3953808 3953903 1 93 gi| 219846256 |ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

270172 Bacteria_16S 3955247 3955342 1 93 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

270172 Bacteria_16S 3962789 3962848 1 59 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

270172 Bacteria_16S 3967268 3967363 1 93 gi|219846247|ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

270172 Bacteria_16S 3968771 3968866 1 93 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
270172 Bacteria_16S 3971644 3971703 1 59 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
270172 Bacteria_16S 3977505 3977600 1 93 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

270172 Bacteria_16S 3980168 3980263 1 93 gi|219846238|ref|NR_025828.1| Rhizobium galegae 


strain gal 1261 1 
Proteobacteria; A 


270172 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


270172 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


270172 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


270172 Bacteria_16S 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


270172 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; S 


270172 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


lphaproteobacteria; Rhizobiales; Rhizobi 
4081259 4081318 1 59 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
4106799 4106862 6 68 gi 
ibosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
4189527 4189586 1 59 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 


pi 


1 
ba 


4192603 4192666 6 68 gi 
16S ribosomal RNA, partial sequence 

idetes; Bacteroidia; Bacteroidales; Ba 
4206059 4206174 1 112 gi 
train ALEN 2 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


ct 


1 
ct 


6S ribosomal RNA, partial sequence 3979744 39812 


aceae; 


219846165 
4080799 40822 
dimonas. 
219846148 
4106362 41078 


aceae; 


219846083 
sequence 
cteria; 


219846080 
41921 
eroidace 
219846071 
sequence 


eria; 


4236412 4236475 6 68 gi 


219846044 


R 


A 


Ch 


ribosomal RNA, partial sequence 


phingobacteria; Sphingobacteriale 


4235935 42373 
s; Cyclobacteria 


09 Rhizobium galegae Bacteria; 


155221 155267 5 51 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 


ue 
id 


270172 Bacteria_16S 


233155 233205 1 51 gi 


265678959 


nce 
iales; 


265678907 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Rhodobacter. 


Cc 


hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 
ref|NR_025738.1| Acholeplasma pleciae 
18 Acholeplasma pleciae Bacteria; 
choleplasma. 
ref|NR_025673.1] Schlegelella 

4189049 4190565 Schlegelella 
Burkholderiales; Comamonadaceae; 
ref|NR_025670.1| Bacteroides capillosus 
39 4193621 Bacteroides capillosus 
ae; Bacteroides. 
ref|NR_025661.1| Thioalkalivibrio 

4205616 4207035 Thioalkalivibrio 
romatiales; Ectothiorhodospiraceae; 
ref|NR_025634.1| Aquiflexum balticum 
93 Aquiflexum balticum Bacteria; 
ceae; Aquiflexum. 
ref|NR_029267.1| Clostridium 

154728 156242 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029215.1] Rhodobacter 

232719 234184 Rhodobacter 


270172 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


270172 Bacteria_16S 


strain 941 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
270172 Bacteria_16S 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
270172 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


270172 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


270172 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


270172 Bacteria_16S 


strain E7107 16S 


298466 298527 6 66 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
353232 353282 1 51 gi 
bosomal RNA, partial sequence 
Hypho: 
354691 354741 1 51 gi 
ribosomal RNA, partial sequence 
Hypho: 
363648 363698 1 51 gi 
FailI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
371084 371134 1 51 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


431094 431144 1 51 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


446553 446603 1 51 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270172 Bacteria_16S 


strain 5424 16S r 


448085 448135 1 Si 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270172 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


270172 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


270172 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


270172 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain MDA5527 16 
Proteobacteria; A 


270172 Bacteria_16S 


strain W1-2B 16S 
Proteobacteria; A 


270172 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


270172 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


270172 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


270172 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


270172 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


270172 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


270172 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


464842 464892 1 51 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
561252 561302 1 51 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


gi 


667216 667266 1 51 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
697527 697577 1 51 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
741475 741525 1 51 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
1069137 1069187 1 51 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1079449 1079499 1 51 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

1093172 1093222 1 St gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1094619 1094669 1 51 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1096059 1096109 1 51 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1143031 1143081 1 51 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1159637 1159699 5 66 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1306013 1306063 1 51 gi 
complete sequence 
Rhizobiales; Xanthobacteraceae; 


RNA, 


ia; Sst 


270172 Bacteria_16S 


1339590 1339640 1 51 gi 


352821 35423 


354284 35569 


446125 44760 


447654 44913 


464412 46582 


741046 74252 


1068707 10701 


1079018 10804 


1305606 1307012 Stark 


265678861 
equence 
roplasmata 

265678821 


microbiace 
265678820 


microbiace 
265678812 
ence 36326 
terales; C 
265678807 
quence 
eria; Rhod 
265678767 
sequence 

ria; Rhodo 


265678757 


Acetobacte 
265678756 


Acetobacte 
265678741 


Rhodospiri 
265678678 
sequence 

eria; Rhod 


265678604 
nce 66678 
rillales; 

265678584 
nce 69711 
terales; C 
265678553 


Acetobacte 
265678331 


aulobacter 
265678323 


Acetobacte 
265678314 
quence 
eria; Rhod 
265678313 
10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


253680761 
quence 
ria; Rhodo 


228721485 

21591 
7 Peptococ 
219846269 


arkeya. 


5 
Anaero 
NR_029126.1 


les; 
ref 


ae; 
ref 


Rhodoplanes 
NR_029125.1 


ae; Rhodoplanes 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029112.1 
370665 372098 


obacterales; Rho 


ref |NR_029072.1 

430661 432145 
spirillales; Ace 
ref |NR_029062.1 


race 
ref 


ae; Roseomon 
NR_029061.1 


race 
ref 


ae; Roseomon 
NR_029046.1 


llaceae; Inquili 
ref |NR_028983.1 

560822 562307 
ospirillales; Ac 


ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_028857.1 


raceae; Roseomon 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref |NR_028625.1 


raceae; Acetobac 
ref|NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref |NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref |NR_028614.1 

1095628 109707 
pirillales; Acet 


ref|NR_028009.1 
1142608 114408 
bacterales; Rhod 


ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_025859.1 
eya novella Bact 


228721340 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 


Anaeroplasma 
Anaeroplasma 


mataceae; Anaeroplasma. 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Roseomonas gilardii 
Roseomonas gilardii 


tobacteraceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Roseomonas 
Roseomonas 
etobacteraceae; 


Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Roseomonas mucosa 


v 


7 Roseomonas mucosa Bacteria; 


as. 
Brevundimonas nasdae 
nasdae Bacteria; 
onas. 
Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


, 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Starkeya novella DSM 
eria; Proteobacteria; 


ref|NR_027605.1 
1339181 134062 


Magnetospirillum 
3 Magnetospirillum 


270172 Bacteria_16S 1353364 13534141 51 gi|228720330|ref|NR_027591.1 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 135441 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirilla 
Gluconacetobacter. 

270172 Bacteria_16S 1398531 1398593 5 66 gi| 228715357 |ref|NR_027529.1 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmat 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
270172 Bacteria_16S 1405979 1406029 1 51 gi| 219857143 |ref|NR_024771.1 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 1405568 140698 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 
Acetobacter. 

270172 Bacteria_16S 1492698 1492748 1 51 gi|219846714|ref|NR_026306.1 
strain SA35 16S ribosomal RNA, partial sequence 1492298 14937 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
270172 Bacteria_16S 1554612 1554690 20 95 gi| 219857209 |ref|NR_024837.1 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxyb 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

270172 Bacteria_16S 1562028 1562078 17 66 gi| 219846143 |ref|NR_025733.1 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 156291 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
270172 Bacteria_16S 1581541 1581591 1 51 gi|219878490|ref|NR_025629.1 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 158256 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

270172 Bacteria_16S 1647117 1647167 1 51 gi|219878444|ref|NR_025583.1 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 
270172 Bacteria_16S 1648614 1648664 1 51 gi| 219878443 |ref|NR_025582.1 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteri 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

270172 Bacteria_16S 1749330 1749380 1 51 gi|219878374|ref|NR_025513.1 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
270172 Bacteria_16S 1750822 1750872 1 51 gi|219878373|ref|NR_025512.1 
strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
270172 Bacteria_16S 1851252 1851302 1 51 gi|219878301|ref|NR_025440.1 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 18521 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseosp 
270172 Bacteria_16S 2021690 2021740 1 51 gi|219878181|ref|NR_025320.1 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulob 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
270172 Bacteria_16S 2023179 2023229 1 51 gi|219878180|ref|NR_025319.1 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulob 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobact 
270172 Bacteria_16S 2055361 2055457 1 94 gi|219878154|ref|NR_025293.1 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 205497 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomycetaceae; Streptomyces. 

270172 Bacteria_16S 2154054 2154104 1 Sv gi|219857632|ref|NR_025221.1 
strain H-8 16S ribosomal RNA, partial sequence 2153652 21550 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritep 
270172 Bacteria_16S 2220768 2220818 1 51 gi| 219857585 |ref|NR_025173.1 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
270172 Bacteria_16S 2222177 2222227 1 St gi|219857584|ref|NR_025172.1 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xantho 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xa 
270172 Bacteria_16S 2336184 2336290 3 105 gi|219857504|ref|NR_025092.1 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 233710 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Roseinatronobacter. 

270172 Bacteria_16S 2340696 2340802 3 105 gi|219857501|ref|NR_025089.1 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 23417 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca 
270172 Bacteria_16S 2508981 2509031 1 51 gi|219857371|ref|NR_024959.1 
johannae strain CFN-Cf55 16S ribosomal RNA, partial sequence 2508571 251001 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetoba 
Gluconacetobacter. 

270172 Bacteria_16S 2662569 2662619 1 51 gi|219857215|ref|NR_024843.1 


strain IM1 16S ri 


bosomal RNA, partial sequence 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Gemmatimonas 
imonas aurantiaca T-27 


Acetobacter 
1 Acetobacter 


etobacteraceae; 


Xanthobacter agilis 


11 Xanthobacter agilis Bacteria; 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Rhodovarius 
8 Rhodovarius 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 

Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Streptomyces 

0 2056387 Streptomyces 
ptomycineae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Xanthobacter viscosus 


viscosus Bacteria; 


Xanthobacter 
bacter aminoxidans 
nthobacter. 
Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 


Methylopila capsulata 


2662145 2663475 Methylopila capsulata Bacteria; 


270172 Bacteria_16S 2695435 2695485 1 51 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
270172 Bacteria_16S 2709125 2709175 1 Si gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

270172 Bacteria_16S 2761488 2761538 1 51 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

270172 Bacteria_16S 2809729 2809779 1 51 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

270172 Bacteria_16S 2824775 2824825 1 51 gi| 219856907 |ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

270172 Bacteria_16S 3003427 3003477 1 51 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
270172 Bacteria_16S 3025933 3025983 1 51 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
270172 Bacteria_16S 3118110 3118160 1 51 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
270172 Bacteria_16S 3198530 3198580 1 51 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

270172 Bacteria_16S 3239368 3239418 1 Si gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

270172 Bacteria_16S 3275495 3275553 11 68 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 


strain DSM 8239 1 


6S ribosomal RNA, partial sequence 3275046 32765 


04 Acetobacterium bakii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

270172 Bacteria_16S 3277014 3277072 11 68 gi|219846736|ref|NR_026328.1| Acetobacterium 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

270172 Bacteria_16S 3307557 3307607 1 DL gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

270172 Bacteria_16S 3309019 3309069 1 51 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

270172 Bacteria_16S 3418322 3418372 1 51 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

270172 Bacteria_16S 3553084 3553134 1 51 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

270172 Bacteria_16S 3554615 3554665 1 51 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

270172 Bacteria_16S 3569743 3569793 1 51 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

270172 Bacteria_16S 3574293 3574343 1 51 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

270172 Bacteria_16S 3580236 3580286 1 51 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

270172 Bacteria_16S 3591100 3591150 1 51 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

270172 Bacteria_16S 3899775 3899825 1 51 gi|219846295|ref|NR_025885.1| Roseibium denhamense 


strain OCh 254 16 


S ribosomal RNA, partial sequence 3899350 39007 


43 Roseibium denhamense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 


270172 Bacteria_16S 3976017 3976067 1 51 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

270172 Bacteria_16S 4134128 4134178 1 51 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

270172 Bacteria_16S 30850 30907 12 68 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

270172 Bacteria_16S 64074 64123 1 50 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
270172 Bacteria_16S 94176 94233 12 68 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270172 Bacteria_16S 164397 164454 12 68 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270172 Bacteria_16S 201062 201123 6 66 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 


strain 22 16S ri 
Firmicutes; Clos 


270172 Bacteria_ 


strain C4D1M 16S 
Proteobacteria; 


270172 Bacteria_ 


phenazinium stra 
Bacteria; Proteo 


270172 Bacteria_ 


strain 717 16S r 
Proteobacteria; 
complex. 


270172 Bacteria_ 


aerodenitrifican 
aerodenitrifican 
Microvirgula. 


270172 Bacteria_ 


xenovorans strai 
Bacteria; Proteo 


270172 Bacteria_ 


strain CDC F5101 
Proteobacteria; 


270172 Bacteria_ 


Proteobacteria; 


270172 Bacteria_ 


lavamentivorans 
lavamentivorans 
Parvibaculum. 


270172 Bacteria_ 


saerimneri strai 
saerimneri Bacte 


270172 Bacteria_ 


gastricus strain 
gastricus Bacter 


270172 Bacteria_ 


strain Met-12 16 


Thermotogae; The 


270172 Bacteria_ 


oligofermentans 
oligofermentans 


270172 Bacteria_ 


strain R 8118 16 
Proteobacteria; 


270172 Bacteria_ 


halichoeri strai 
halichoeri Bacte 


270172 Bacteria_ 


defluvii strain 


Bacteria; Proteo 


bosomal RNA, partial sequence 


200572 20203 


6 Helcococcus kunzii Bacteria; 


tridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

16S 234677 234726 1 50 gi|265678905|ref|NR_029213.1| Burkholderia graminis 

ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 

Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 236313 236362 1 50 gi|265678904|ref|NR_029212.1| Burkholderia 

in A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 

bacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 241030 241079 1 50 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 

ibosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 

Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 

16S 248750 248799 1 50 gi|265678896|ref|NR_029204.1| Microvirgula 

s strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 

s Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

16S 256160 256209 1 50 gi| 265678891 |ref|NR_029199.1| Burkholderia 

n LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 

bacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 289307 289356 1 50 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 

16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 

Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

16S 307674 307723 1 50 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 

Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

16S 381727 381820 3 93 gi|265678800|ref|NR_029105.1| Parvibaculum 

strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

16S 411034 411091 12 68 gi|265678780|ref|NR_029085.1| Lactobacillus 

n GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 

ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 412634 412691 12 68 gi| 265678779 |ref|NR_029084.1| Lactobacillus 

Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 

ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 451138 451195 10 66 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 

S ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 

rmotogales; Thermotogaceae; Petrotoga. 

16S 455889 455946 12 68 gi| 265678747 |ref|NR_029052.1| Streptococcus 

strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 

Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

16S 467854 467903 1 50 gi|265678739|ref|NR_029044.1| Burkholderia terricola 

S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 

Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 497096 497153 12 68 gi|265678720|ref|NR_029025.1| Streptococcus 

n M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 

ria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

16S 498657 498706 1 50 gi|265678719|ref|NR_029024.1| Hydrogenophaga 

BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 

bacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

16S 500209 500258 1 50 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 


270172 Bacteria_ 


strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


270172 Bacteria_16S 512440 512497 12 68 gi|265678710|ref|NR_029015.1 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
270172 Bacteria_16S 533710 533759 1 50 gi|265678696|ref|NR_029001.1 
strain K11 16S ribosomal RNA, partial sequence 533233 53475 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 
270172 Bacteria_16S 539820 539881 6 66 gi| 265678692 |ref|NR_028997.1 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdol 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulu 
270172 Bacteria_16S 588364 588413 1 50 gi|265678660|ref|NR_028965.1 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
270172 Bacteria_16S 614140 614197 10 66 gi|265678642|ref|NR_028947.1 
strain SL24 16S ribosomal RNA, partial sequence 613678 61515 

Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

270172 Bacteria_16S 738431 738480 1 50 gi| 265678555 |ref|NR_028859.1 


lusitanum strain 
Bacteria; 


strain HKU4 16S r 
Firmicutes; Lacto 


270172 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


270172 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


270172 Bacteria_16S 


strain 2 16S ribo 
Proteobacteria; B 


270172 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


270172 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


270172 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


270172 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


270172 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


270172 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


270172 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


270172 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


270172 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


Proteob 
270172 Bacteria_16S 


P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
775694 775751 12 68 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
807931 807988 12 68 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; Lactobacillaceae 
895780 895829 1 50 gi 


etaproteobacteria; Burkholderiales; Bu 
915953 916010 12 68 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
942200 942249 1 50 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
943763 943812 1 50 gi 


etaproteobacteria; Burkholderiales; Co: 
945326 945375 1 50 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
946886 946935 1 50 gi 
rain 2Kl 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Betaproteobact 


948452 948501 1 50 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
951572 951621 1 50 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
953123 953172 1 50 gi 
in CA 1 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Betaproteobacter 


gi 


954683 954732 1 50 


gi 
etaproteobacteria; Burkholderiales; Co: 
1020492 1020549 12 68 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1022045 1022102 12 68 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1023616 1023673 12 68 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1035726 1035775 1 50 
bosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Ox 


Streptoc 
gi 


Streptoc 
gi 


270172 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


1117356 1117413 12 68 gi 


riales; 


occus. 


e 807 


’ 


ence 915 


’ 


941 


nce 944 
riales; 


quence 
eria; 


mamonada 


uence 
ia; 


mamonada 


occus. 


e sequen 


tococcac 


occus. 


alobacte 


ribosomal RNA, partial sequence 


bacillales; Streptococcaceae; Streptoc 


occus. 


ence 73794 


265678529 
775183 77669 


265678507 


Lactobac 
265678447 
16S ribosomal RNA, partial sequence 895318 89680 
rkholderia 
265678434 


Streptoc 
265678417 


mamonada 
265678416 
somal RNA, partial sequence 943283 944795 Hyd 
mamonada 
265678415 


265678414 
Burk 
265678413 
947973 94948 
mamonadace 
265678411 
951100 95259 
265678410 


Burkho 


265678409 
6S ribosomal RNA, partial sequence 954207 95569 


265678364 
1019984 10214 


265678363 
265678362 
1023111 10246 


265678354 
1035238 10367 


265678297 
1116890 1118282 Streptococcus pyogenes Bacteria; 


8 739471 Herba 
alobacteraceae; 
ref |NR_028833.1 
4 Streptococcus 


s 
Ox 


ref|NR_028810.1 
2 808917 Lactob 
illus. 
ref |NR_028749.1 


41 


ceae; Pandoraea 
ref|NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy 
ref|NR_028716.1 

946409 947922 
holderiales; Com 


44 


71 
ce 


ro 
ce 


84 
Co: 


ref|NR_028715.1 


Acidovorax. 
NR_028713.1 


ae; 
ref 


ceae; Curvibacter 


lderiales; m 


ref|NR_028711.1 
7 Giesbergeria 
ae; Giesbergeria 
ref|NR_028666.1 
95 Streptococcus 


ce 


ref|NR_028665.1 

1021546 102306 
e; Streptococcus 
ref |NR_028664.1 
30 Streptococcus 


ce 
ea 


ref|NR_028656.1 


raceae; Herbaspiri 
ref 


Streptococcus 
Streptococcus 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Subdoligranulum 
igranulum variabile 


mM. 


Burkholderia tropica 


tropica Bacteria; 


ia. 
Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Streptococcus sinensis 
sinensis Bacteria; 


Lactobacillus 
acillus ingluviei 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Streptococcus 

ococcus intermedius 
ccus anginosus group. 
Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 
onadaceae; 


Giesbergeria sinuosa 


sinuosa Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 


Streptococcus mitis 
mitis Bacteria; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 


NR_028598.1 


Streptococcus pyogenes 


270172 Bacteria_16S 1123469 1123526 12 68 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270172 Bacteria_16S 1146072 11461211 50 gi|253680759|ref|NR_028007.1| Collimonas fungivorans 
strain Ter6 16S ribosomal RNA, partial sequence 1145612 1147064 Collimonas fungivorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

270172 Bacteria_16S 1192937 1192986 1 50 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

270172 Bacteria_16S 1197599 1197648 1 50 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
270172 Bacteria_16S 1266910 1266959 1 50 gi|219846423|ref|NR_026014.1| Massilia timonae 


strain UR/MT95 16 
Proteobacteria; B 


270172 Bacteria_16S 


dysgalactiae subs 


Streptococcaceae; 


270172 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


270172 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


270172 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


270172 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


270172 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


270172 Bacteria_16S 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 


270172 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


270172 Bacteria_16S 


stercoricanis str 
stercoricanis Bac 


270172 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


270172 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


270172 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


270172 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


270172 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


270172 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


270172 Bacteria_16S 


S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1322889 1322946 12 68 gi 
p- dysgalactiae strain ATCC 43078 16S 


Streptococcus. 

1335131 1335188 10 66 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1373025 1373074 1 50 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1410501 1410558 12 68 gi 
strain 108 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Lactobacillales; 
1456408 1456457 1 50 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1466896 1466957 6 66 gi 
ibosomal RNA, partial sequence 
rochaetales; 
1471483 1471532 1 50 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1533377 1533426 1 50 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

1609296 1609353 12 68 gi 
m strain CECT 5772 16S ribosomal RNA, 

atorum Bacteria; Firmicutes; Lactobaci 
1622838 1622887 1 50 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1725035 1725084 1 50 gi 


gi 


etaproteobacteria; Burkholderiales; Co: 
1744863 1744920 12 68 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1813029 1813086 10 66 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1828250 1828343 3 93 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1897189 1897238 1 50 gi 


etaproteobacteria; Burkholderiales; Al 
1936255 1936304 1 50 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1943926 1943983 12 68 gi 
16S ribosomal RNA, complete sequence 

tes; Lactobacillales; Lactobacillaceae 
1946979 1947028 1 50 gi 


etaproteobacteria; Burkholderiales; Al 
1965229 1965278 1 50 gi 


alobac 


riboso 


rkhold 


sequen 
Strep 


ence 1 
riales 


uence 
Burk 


v 


s 
a; 


eque 
Bur 


rtia 
ales 


pa 
11 


uenc 
a; B 


eq 
ri 


mamona: 


1 


occus. 


ence 
Rho 


qu 
a; 


calige 


uenc 
a; B 


eq 
ri 


1 
Lact 


’ 


calige 


1266430 12679 


tera 


228715345 


mal 


228721489 
1334683 13361 


228717983 
1372563 13740 


eria 


224581432 


ce 
toco 


224581416 


4559 
Al 


, 


224581408 
1466484 1 
Spirochaetaceae; Treponema. 

224581405 


4678 


hold 


219857425 


nce 
khol 


219878470 


1 se 
st 


, 


219878461 


e 
urkh 


219878391 
6S ribosomal RNA, partial sequence 1724592 17259 


dace 


219878377 


7443 


219878327 
1812567 18140 


219878317 


doba 


219878265 
16S ribosomal RNA, partial sequence 1896710 18982 


nace 


219878237 


e 
urkh 


219878232 


9433 
obac 


219878230 
6S ribosomal RNA, partial sequence 1946525 19480 


nace 


219878218 


subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 


ref|NR_027612.1 


ref|NR_027569.1 
50 Burkholderia 
ceae; Burkholder 
ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_027197.1 
66 1457283 Achro: 
caligenaceae; Ac 
ref|NR_027189.1 


ref|NR_027186.1 
1471041 147236 
eriales; Alcalig 
ref|NR_025013.1 
1532915 153432 
deriales; Burkho 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025600.1 

1622384 162383 
olderiales; Alca 
ref|NR_025530.1 


ae; Comamonas. 
ref|NR_025516.1 
69 1745812 Strept 


ref |NR_025466.1 


ref|NR_025456.1 
1827843 182926 
cterales; Hyphom 
ref|NR_025404.1 


ae; Bordetella. 
ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref |NR_025369.1 


ae; Bordetella. 
ref|NR_025357.1 
1964797 196621 


23 Massilia timonae Bacteria; 


ceae; Massilia. 
ref|NR_027517.1] Streptococcus 
RNA, partial sequence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Streptococcus 

6 Streptococcus 

coccus. 
Achromobacter 


mobacter ruhlandii 


hromobacter. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Burkholderia 
2 Burkholderia 
lderiaceae; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Oceanicaulis 
6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Lactobacillus frumenti 
acillus frumenti 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 


subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


Alcaligenes. 


270172 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


270172 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


270172 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


270172 Bacteria_16S 


henchirensis stra 
henchirensis Bact 


270172 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 


270172 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


270172 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


270172 Bacteria_16S 


strain IPT10 16S 


Proteobacteria; B 


270172 Bacteria_16S 


denitrificans str 
denitrificans Bac 


270172 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


270172 Bacteria_16S 


caledonica strain 
caledonica Bacter 


270172 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


270172 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


270172 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain SCH-89 16S 


strain MHS-2 16S 


strain MHS-3 16S 


palleronii strain 
palleronii Bacter 


270172 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


270172 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


270172 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


270172 Bacteria_16S 


1971029 1971078 1 50 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


ue 
a; 


2012856 2012949 3 93 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2073686 2073735 1 50 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2178391 2178440 1 50 gi 
in TMB834 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 
2229864 2229913 1 50 gi 
ain HKU1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Betaproteobacte 
2258849 2258906 12 68 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2307539 2307588 1 50 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2315084 2315133 1 50 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
2330175 2330224 1 50 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2352767 2352816 1 50 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2384708 2384757 1 50 gi 


al 
ri 


en 
ri 


ia 


qu 
ri 


oc 


ue 
ri 


etaproteobacteria; Burkholderiales; Burk 
2386232 2386281 1 50 gi 
LMG 19076 16S ribosomal RNA, partial 

ia; Proteobacteria; Betaproteobacteria 
2416865 2416922 12 68 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2448660 2448717 12 68 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 

2465293 2465350 12 68 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2536255 2536348 3 93 gi 
ribosomal RNA, partial sequence 


se 


, 


s 
oc 


ia 
Ca 


, 


yp 
2540348 2540441 3 93 
ribosomal RNA, partial sequence 


gi 


yp 
2541753 2541846 3 93 
ribosomal RNA, partial sequence 


gi 


yp 
2543193 2543242 1 50 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2544750 2544799 1 50 gi 


s 


’ 


etaproteobacteria; Burkholderiales; Co: 
2566244 2566337 3 93 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2665587 2665644 12 68 gi 
ATCC 10556 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 


ma. 


al 
id 


se 
oc 


ma: 
219857509 
2329695 23312 
rk 
219857492 


219878214 


nce 
Burkhol 


219878187 


sequenc 
a; Rhodo 


219878141 


ce 20732 
ales; Al 


219857614 
eq 


uence 
Burkho 


, 


219857579 


ence 
a; Neiss 


219857560 


22583 
cus. 


219857524 
2307079 23085 
ca 
219857519 


ligenace 

23146 
monadace 
holderia 


nce 


a; Burkh 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 


holderia 


219857469 


quence 
Burkhold 


219857448 


equence 
occaceae 


219857420 


1 sequen 
rnobacte 


219857406 


24647 
Lactobac 


219857353 
2535834 25371 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
270172 Bacteria_16S 


homonada 


219857350 
2539981 25412 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
270172 Bacteria_16S 


homonada 


219857349 
2541332 25426 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
270172 Bacteria_16S 


homonada 


219857348 


equence 
Burkhold 


219857347 
16S ribosomal RNA, partial sequence 2544276 25457 


monadace 


219857290 


sequenc 
iales; V 


219857213 


quence 


2680739 2680796 12 68 gi 


219857202 


psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 


occaceae; 


ref |NR_025353.1 
1970584 197204 
deriales; Oxalob 


ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref |NR_025203.1 

2177978 217937 
lderiales; Coma 


eria 
ref|NR_025148.1 
45 2259880S 


ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref |NR_024994.1 
63 2466330 Lactob 
illus. 
ref|NR_024941.1 


’ 


NR_024938.1 


ceae 
ref 


’ 


NR_024937.1 


ceae 
ref 
ceae; Hyphomonas 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


ae; Acidovorax. 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024841.1 

2665089 266654 
7 Streptococcus. 


monadaceae; 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Castellaniella 
laniella defragrans 
stellaniella. 
Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Streptococcus iniae 
ococcus iniae Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Comamonas koreensis 
nas koreensis Bacteria; 


Burkholderia sacchari 


sacchari Bacteria; 


Det 
Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 
Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Streptococcus 
5 Streptococcus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Lactobacillus mucosae 
acillus mucosae 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
Hyphomonas. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Streptococcus 
8 Streptococcus 


ref|NR_024830.1 
2680270 268176 


Alkalibacterium 
1 Alkalibacterium 


270172 Bacteria_16S 2718106 2718155 1 50 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

270172 Bacteria_16S 2731874 2731931 12 68 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

270172 Bacteria_16S 2739266 2739327 6 66 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 
270172 Bacteria_16S 2749413 2749462 1 50 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

270172 Bacteria_16S 2849230 2849279 1 50 gi|219856891|ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
270172 Bacteria_16S 2867817 2867866 1 50 gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

270172 Bacteria_16S 2869390 2869451 6 66 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
270172 Bacteria_16S 2962171 2962228 12 68 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 


strain 176 16S ri 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


270172 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


270172 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


270172 Bacteria_16S 
MWAP64 16S ribosomal RNA, partial seq 


caribensis strain 
caribensis Bacter 


270172 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


270172 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


270172 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


270172 Bacteria_16S 


strain N2 16S rib 
Proteobacteria; A 


270172 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


270172 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


270172 Bacteria_16S 


agaricidamnosum s 
agaricidamnosum B 
Janthinobacterium 


270172 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


270172 Bacteria_16S 


bosomal RNA, partial sequence 

bacillales; Streptococcaceae; 

2963720 2963777 12 68 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 

3013970 3014019 1 50 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3053461 3053510 1 50 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3064145 3064202 12 68 gi 


Streptoc 
gi 


Streptoc 
gi 


bacillales; Streptococcaceae; 
3077452 3077501 1 50 


Streptoc 
gi 


ia; Proteobacteria; Betaproteobacteria 
3078935 3078980 5 50 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3080511 3080556 5 50 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3082087 3082132 5 50 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


3107510 3107603 3 93 
osomal RNA, complete sequence 

lphaproteobacteria; Rhodobacterales; R 
3216557 3216614 12 68 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3221110 3221159 1 50 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3222629 3222678 1 50 gi 
train Wlr3 16S ribosomal RNA, partial 

acteria; Proteobacteria; Betaproteobac 


gi 


3269353 3269402 1 50 

ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3304549 3304606 12 68 gi 


gi 


2961676 29631 


oc 


oc 


ma. 


er 


oc 


ue 


, 


en 
el 


ce 


el 


er 


ho 


en 


’ 


en 
aed 


se 
te. 


pt 


219856814 
2963222 29647 


219846914 
3013492 30150 


219846886 
3052993 30544 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 
219846870 
219846869 


219846868 


219846867 
eq 


219846850 
3107102 31085 
219846776 


219846773 


219846772 


219846741 
3268876 32703 


cus. 


cus. 


monadace 


iaceae; 


cus. 


nce 
Burkhold 


ce 30784 
lales; D 


30800 
lales; D 


uence 
ia; Desu 


dobacter 


ce 32160 
Streptoc 


ce 32206 
ales; Ox 


quence 
ria; Bur 


othrix. 


219846718 


71 Streptococcus 


51 3222119 Janthi 
alobacteraceae; 
ref |NR_026364.1 

3222170 322363 
kholderiales; Ox 


ref |NR_026333.1 


ref 


porcinus Bacteria; 


ref|NR_024633.1| Streptococcus canis 
20 Streptococcus canis Bacteria; 
ref|NR_026506.1| Acidovorax defluvii 
17 Acidovorax defluvii Bacteria; 
ae; Acidovorax. 
ref|NR_026478.1| Formivibrio citricus 
82 Formivibrio citricus Bacteria; 
Formivibrio. 
ref|NR_026471.1| Streptococcus ovis 
27 Streptococcus ovis Bacteria; 
ref|NR_026462.1| Burkholderia 

3076975 3078406 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_026461.1] Desulfurella 
57 3079982 Desulfurella multipotens 
esulfurellaceae; Desulfurella. 
ref|NR_026460.1| Desulfurella 
33 3081558 Desulfurella propionica 
esulfurellaceae; Desulfurella. 
ref|NR_026459.1| Desulfurella 

3081609 3083134 Desulfurella 
lfurellales; Desulfurellaceae; 
ref|NR_026442.1| Rhodovulum robiginosum 
15 Rhodovulum robiginosum Bacteria; 
aceae; Rhodovulum. 
ref|NR_026368.1] Streptococcus 
71 3217589 Streptococcus thoraltensis 
occus. 
ref|NR_026365.1| Janthinobacterium 


nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


NR_026310.1 


Lactobacillus panis 


strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 


Firmicutes; Lacto 


bacillales; Lactobacillaceae; 


Lactobacillus. 


270172 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


270172 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


270172 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


270172 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


270172 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


270172 Bacteria_16S 


parapertussis str 
parapertussis Bac 


270172 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


270172 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


270172 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


270172 Bacteria_16S 


strain ATH 2.2.1 


Proteobacteria; B 


270172 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


270172 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


270172 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


270172 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; B 


270172 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


270172 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


270172 Bacteria_16S 


marimammalium str 
marimammalium Bac 


270172 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


3306089 3306146 12 68 gi 


Lactobacil 
gi 


bacillales; Lactobacillaceae; 
3315048 3315109 6 66 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3318097 3318158 6 66 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3588008 3588053 5 50 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3589575 3589624 1 50 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3600372 3600429 12 68 


et 


et 
nc 


el 


Id 
gi 


e€0 


bacillales; Carnobacteriaceae; Dolosig 
3613986 3614043 12 68 gi 


ra 


bacillales; Carnobacteriaceae; Alloiococ 
3803632 3803681 1 50 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3805146 3805195 1 50 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3806660 3806709 1 50 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3853722 38537711 50 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3861274 3861331 12 68 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
3961286 3961335 1 50 


ca 


ue 
ri 


s 
er 


pt 


gi 
etaproteobacteria; Burkholderiales; Rubr 
3973145 39731941 50 gi 
etaproteobacteria; Burkholderiales; Oxal 
4037434 4037483 1 50 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Th 
4059931 4059980 1 50 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
4084314 4084371 3 59 gi 
F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 
4117360 4117417 12 68 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; 

4175798 4175847 1 50 
6S ribo 
etaproteobacteria; Burkholderiales; Al 
4177283 4177332 1 50 gi 
LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 
4194125 41941741 50 gi 


io 


al 
ri 


e 
il 


Streptoc 
gi 


oc 


ca 


qu 
B 


etaproteobacteria; Burkholderiales; Al 
4242408 4242465 12 68 gi 
ain M54/01/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; St 
141552 141644 5 94 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


ca 


1 
re 


eq 
er 


270172 Bacteria_16S 


strain Benl02 16S 


250248 250292 1 45 
ribosomal RNA, partial sequence 


gi 


219846717 
6S ribosomal RNA, partial sequence 3305595 33071 


lus. 


219846710 
3314589 33160 


a. 


219846708 
3317638 33191 


a. 


219846517 


e 35875 
lales; 


nella. 


219846506 
6S ribosomal RNA, partial sequence 3599877 36013 


nulum. 


219846496 
16S ribosomal RNA, partial sequence 3613485 36150 


cus. 


219846360 
3803146 38046 
ligenace 
219846359 


nce 
a; 


equence 
ia; 


othrix. 


219846321 
3860745 3862279 Lacto 


219846251 
16S ribosomal RNA, partial sequence 3960828 39622 


ivivax. 


219846243 
16S ribosomal RNA, partial sequence 3972687 39741 
obactera 
219846198 


40370 
monas. 


219846180 


sequ 
a; Bu 


enc 
rkh 


219846163 


40 
ales; 


838 
Me 


219846139 
4116858 41183 


cus. 


219846096 
somal RNA, partial sequence 4175338 41767 


ligenace 


219846095 


ence 
urkholde 


219846079 
6S ribosomal RNA, partial sequence 4193672 41950 


ligenace 


219846040 


sequence 
ptococca 


265678968 


uence 
ia; Desu 


265678895 
249819 251249 Amaricoccus veronensis Bacteria; 


D 
219846516 
3589120 35906 


Burkh 
219846358 


Burk 
219846326 
3853246 38547 


ref|NR_026309.1 
06 Lactobacillus 


ref |NR_026302.1 


ref |NR_026300.1 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026108.1 


ref|NR_026098.1 


ref|NR_026088.1 
09 Alloiococcus 
ref|NR_025951.1 
ae; Bordetella. 
ref|NR_025950.1 

3804660 380612 
olderiales; Alca 
ref|NR_025949.1 

3806174 380763 
holderiales; Alc 
ref |NR_025916.1 


ref 
baci 


NR_025911.1 
llus reuteri 


ref |NR_025841.1 


ref |NR_025833.1 


ceae; Duganella. 
ref|NR_025788.1 
01 4038390 Thiomo 


ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_025729.1 
54 Streptococcus 


ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025669.1 


ae; Kerstersia. 
ref |NR_025630.1 

4241925 424342 
ceae; Streptococ 
ref|NR_029276.1 

141109 142543 
1lfuromonadales; 


Lactobacillus oris 
oris Bacteria; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 

aligenaceae; Bordetella. 
Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Methylobacillus 
obacillus pratensis 
Methylobacillus. 

Streptococcus minor 
minor Bacteria; 


Achromobacter spanius 
spanius Bacteria; 
r. 

Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Streptococcus 
4 Streptococcus 
cus. 
Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


ref|NR_029203.1 


Amaricoccus veronensis 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 


270172 Bacteria_16S 


coryniformis subs 


Lactobacillaceae; 


270172 Bacteria_16S 
acidiphila strain B2 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


270172 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


270172 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


270172 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


270172 Bacteria_16S 


HTCC2155 strain H 
HTCC2155 Bacteria 


270172 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


270172 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


270172 Bacteria_16S 


strain T4 16S rib 


echinoides strain 
echinoides Bacter 


270172 Bacteria_16S 


entericus strain 
entericus Bacteri 


270172 Bacteria_16S 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


270172 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


270172 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


270172 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


270172 Bacteria_16S 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


270172 Bacteria_16S 


strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
270172 Bacteria_16S 


strain K 16S ribo 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


270172 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


270172 Bacteria_16S 


AS145 16S ribosom 
Alphaproteobacter 


270172 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


507928 507992 6 68 gi 
p. torquens strain 30 16S ribosomal RNA, 
Lactobacillus. 


649264 649332 1 68 gi 
e 
acteria; Alphaproteobacteria; Rhizobiale 
772539 772627 12 97 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
847559 847654 1 93 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1150546 1150614 1 68 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1371495 1371539 5 49 gi 
TCC2155 16S ribosomal RNA, partial seq 
Lentisphaerae; Lentisphaerales; Lent 
1380524 1380592 1 68 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1507648 1507707 1 59 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


qu 
no 


nc 
te 


en 
Fi 


ue 
: is 
ce 


le 


mp 
pr 


1628838 1628906 1 
osomal RNA, partial sequence 


68 gi 
ri 
1703691 1703739 3 51 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1764581 1764633 17 68 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1817649 18177171 68 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


s 
a; 


oc 


al 
Ss 
1895643 18957355 


94 gi 


eltaproteobacteria; Desulfobacterales; D 
1898736 1898780 6 50 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
2569228 2569272 5 49 gi 
ain SPL77A 16S ribosomal RNA, partial 

teria; Firmicutes; Clostridia; Clostri 
2758544 2758612 1 68 gi 
rain KMM 3525 16S ribosomal RNA, parti 
cteria; Bacteroidetes; Sphingobacteria 


ne 
ca 


se 
di 


al 


v 


3004940 3004988 3 51 gi 
6 16S ribosomal RNA, partial sequence 
lo 
3071431 3071499 1 68 gi 
ri 
3197049 3197145 1 94 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


ue 


, 


3581790 3581854 3 66 gi 
p.- thermolacticum strain TX41 16S riboso: 
lostridium. 

3788513 3788605 1 
al RNA, partial sequence 
ia; Rickettsiales; Anaplasmataceae; Eh 


90 gi 


rl 


265678713 


265678618 


265678531 


265678481 


253680756 


228718145 


228717274 


219846303 


219878457 
1628419 16298 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


270172 Bacteria_16S 219878405 


219878361 
eq 


219878324 


219878267 
6S ribosomal RNA, partial sequence 1895145 18966 


219878264 


219857288 


219857147 


219846920 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


270172 Bacteria_16S 219846790 


219846521 


219846371 
3788062 3789489 Ehrli 


ref 
e se 


NR_029018.1 


complet quence 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028835.1 

772034 773579 
ceae; Atopostipe 
ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_027571.1 

1371035 137251 
ae; Lentisphaera 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref |NR_025893.1 
uence 150715 
eria; Neisserial 


64884 
s; Beije 


ence 
bacteria 


e 84713 
rales; R 


ce 11501 
llales; 


nce 
phaerace 


13801 
s; Beije 


lete seq 
oteobact 


’ 


ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025500.1 

1764167 176550 
; Streptococcus. 
ref|NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


nckiacea 


equence 
Rhizobi 


uence 
occaceae 


sequenc 
phingoba 


ref |NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


esulfoba 


e 18982 
ligenace 


quence 
ales; Cl 
sequenc 
Sphingob 


ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026466.1 
locella palustri 
e; Methylocella 
ref |NR_026382.1 
nce 196654 319807 
Sphingomonadales; Sphing 


30045 
cystacea 


nckiacea 


ref 
par 


NR_026113.1 


mal RNA, tial sequenc 


ref 
chia 


NR_025962.1 
muris Bacte 
ichia. 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 

Atopostipes 

Atopostipes 
Ss. 
Paracoccus 
ccus kondratievae 

Paracoccus. 

Thalassospira 
sospira lucentensis 
e; Thalassospira. 

Lentisphaera araneosa 
2 Lentisphaera araneosa 

Methylocella 
ocella silvestris BL2 
hylocella. 

Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Methylocella tundrae 


tundrae Bacteria; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Streptococcus 
1 Streptococcus 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Brackiella oedipodis 
ella oedipodis Bacteria; 


Clostridium 
8 Clostridium 
ostridium. 
Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Methylosinus sporium 
osinus sporium Bacteria; 


Methylocella palustris 
s Bacteria; 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Ehrlichia muris strain 
ria; Proteobacteria; 


3811274 3811326 17 68 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriaceae; 


219846355 


ref |NR_025946.1 
3810756 3812276 Carnob 
Carnobacterium. 


Carnobacterium 
acterium funditum 


270172 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


270172 Bacteria_16S 


strain SE-32A-C8 
Proteobacteria; 


270172 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


270172 Bacteria_16S 


strain 513A 16S r 
Spirochaetes; Spi 


270172 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


270172 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 


270172 Bacteria_16S 


antarctica strain 
Bacteria; Proteob 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


270172 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


270172 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


270172 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


270172 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


270172 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


270172 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


270172 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


270172 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


270172 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


270172 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


270172 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


270172 Bacteria_16S 


strain 2678 16S r 
Proteobacteria; A 
group. 


4085850 4085922 20 89 gi|219846162 
ribosomal RNA, partial sequence 4085324 40868 
ridia; Clostridiales; Syntrophomonadaceae; Syntr 

3541 3600 1 59 gi| 265679061 
16S ribosomal RNA, partial sequence 3080 4533 

Gammaproteobacteria; Legionellales; Legionellacea 

9386 9445 1 59 gi| 265679057 

2 16S ribosomal RNA, partial sequence 8961 


65 16S ribosomal RNA, partial sequence 


127855 127914 1 59 gi 
261 16S ribosomal RNA, partial sequence 


143035 143126 5 93 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 
169061 169120 1 59 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
170537 170596 1 59 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
172047 172106 1 59 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
173555 173614 1 59 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
175063 175122 1 59 gi 


gi 


gi 


Vibri 
gi 


gi 


176549 176608 1 59 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
179536 179595 1 59 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


e 


al 


194862 194921 1 59 gi 
acteria; Gammaproteobacteria; Methyloc 
215025 215084 1 59 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
222649 222708 1 59 gi 
osomal RNA, partial sequence 


270172 Bacteria_16S 


strain MK (Kaplan 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


fever group. 


acteria; Gammaproteobacteria; Alteromonadales; 


12407 12450 6 49 gi| 265679055 
ibosomal RNA, partial sequence 11961 13410 
rochaetales; Brachyspiraceae; Brachyspira. 

18544 18607 6 68 gi|265679051 
train AA718 16S ribosomal RNA, partial sequence 
acteria; Bacteroidetes; Sphingobacteria; Sphingo 

41273 41332 1 59 gi| 265679036 


ammaproteobacteria; Vibrionales; Vibrionaceae; V 
81963 82022 1 59 gi| 265679009 
NF3 16S ribosomal RNA, partial sequence 81499 


acteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonas. 
270172 Bacteria_16S 265678977 
acteria; Gammaproteobacteria; Alteromonadales; 


265678967 
142594 14403 
Desulfur 
265678950 
168553 16998 
Vibrionaceae; 
265678949 
170036 17150 
onaceae; 
265678948 
171556 17300 
Vibrionaceae; 
265678947 
173054 174520 Vibri 
rio. 
265678946 
6S ribosomal RNA, partial sequence 174571 17599 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
265678945 


les; 
265678943 


ria; Methy 


265678933 
Texas 16S ribosomal RNA, partial sequence 19438 
occales; 
265678919 
214535 21600 
Halomonad 
265678914 
222148 22363 


ammaproteobacteria; Vibrionales; Vibrionaceae; V 
303009 303070 6 66 gi| 265678858 
bosomal RNA, partial sequence 302503 30397 
pelotrichi; Erysipelotrichales; Erysipelotrichac 
315225 315340 1 112 gi| 265678850 
ibosomal RNA, partial sequence 314818 31623 


P 


40774 


P 


12740 
P. 


Vv 


Vv 


Vv 


Vv 


17604 
Vibri 


sequenc 


M 


ref|NR_025752.1|] Syntrophomonas curvata 
82 Syntrophomonas curvata Bacteria; 
ophomonas. 
ref|NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 
e; Legionella. 
ref|NR_029365.1| Pseudoalteromonas 
10291 Pseudoalteromonas tunicata 
seudoalteromonadaceae; 


ref |NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 


ref |NR_029359.1| Hymenobacter 
18082 19577 Hymenobacter 
bacteriales; Flexibacteraceae; 


ref|NR_029344.1 
42243 Vibrio 
ibrio. 
ref|NR_029317.1| Pseudoalteromonas 
83011 Pseudoalteromonas antarctica 
seudoalteromonadaceae; 


Vibrio pectenicida 
pectenicida Bacteria; 


ref|NR_029285.1| Pseudoalteromonas 
9 128819 Pseudoalteromonas espejiana 
seudoalteromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Desulfuromusa. 
ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 
ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 
ibrio. 
ref|NR_029256.1| Vibrio gazogenes 
3 Vibrio gazogenes Bacteria; 


ibrio. 

ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 
ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 
ibrio. 

ref |NR_029253.1| Photobacterium 

8 177513 Photobacterium leiognathi 
onaceae; Photobacterium. 
ref|NR_029251.1] Methylococcus 

e 179074 180523 Methylococcus 
lococcales; Methylococcaceae; 
ref|NR_029241.1] Methylococcus 

5 195842 Methylococcus capsulatus 
ethylococcaceae; Methylococcus. 
ref|NR_029227.1| Halomonas elongata 


2 Halomonas elongata Bacteria; 

aceae; Halomonas. 

ref|NR_029222.1| Vibrio campbellii 

1 Vibrio campbellii Bacteria; 

ibrio. 

ref|NR_029164.1| Clostridium innocuum 
7 Clostridium innocuum Bacteria; 

eae. 

ref|NR_029155.1| Rickettsia canadensis 
1 Rickettsia canadensis Bacteria; 


e; Rickettsieae; Rickettsia; typhus 


lphaproteobacteria; Rickettsiales; Rickettsiacea 
316689 316804 1 112 gi| 265678849 
) 16S ribosomal RNA, partial sequence 31628 


ref|NR_029154.1| Rickettsia akari 
2 317695 Rickettsia akari Bacteria; 
spotted 


270172 Bacteria_16S 
strain J233 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
270172 Bacteria_16S 
anticariensis str 
anticariensis Bacteria; 


Halomonas. 


270172 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 
270172 Bacteria_16S 
asymbiotica subsp. 


319621 319712 6 94 gi 


369636 369695 1 59 gi 
Proteobacteria; 


372579 372674 1 93 gi 


400163 400222 1 59 gi 


Enterobacteriaceae; Photorhabdus. 
486283 486342 1 59 gi 
RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


270172 Bacteria_16S 
strain G-16.1 16S 


490988 491047 1 59 gi 
ribosomal RNA, partial sequence 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


ain FP35 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 


rain FA2 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Alphaproteobacteria; 


485792 487320 Vibri 


490502 49197 


265678847 


265678808 


265678806 


265678788 


australis strain 9802892 16S ribosomal RNA, partial sequence 
Photorhabdus asymbiotica subsp. 
Enterobacteriales; 
270172 Bacteria_16S 
69 16S ribosomal 


265678727 


265678724 


ref|NR_029152.1] Acholeplasma palmae 
0 Acholeplasma palmae Bacteria; 


Halomonas 
Halomonas 


ref|NR_029113.1 
369170 370614 


Oceanospirillales; Halomonadaceae; 


ref|NR_029111.1 


a Sphingomonas 
372149 373610 


Sphingomonas 


Sphingomonadales; Sphingomonadaceae; 


ref|NR_029093.1] Photorhabdus 


399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 


ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

270172 Bacteria_16S 515332 515447 1 112 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

270172 Bacteria_16S 535258 535321 6 68 gi|265678695|ref|NR_029000.1| Arcicella aquatica 


strain NO-502 16S 
Bacteroidetes; 
270172 Bacteria_16S 
mariniglutinosa s 
mariniglutinosa Bacteria; 
Pseudoalteromonas. 
270172 Bacteria_16S 
strain 289 16S ribosomal RNA, 
Proteobacteria; 
270172 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Sphingobacteria; 


ribosomal RNA, partial sequence 
Sphingobacteriales; 
547416 547475 1 59 gi 


Proteobacteria; 


615695 615754 1 59 gi 
complete sequence 


644672 644731 1 59 gi 
complete sequence 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


270172 Bacteria_16S 
strain NVI 88/441 
Proteobacteria; 
270172 Bacteria_16S 
16S ribosomal 


VR1 


Gammaproteobacteria; 


709170 709229 1 59 gi 
16S ribosomal RNA, partial sequence 


769426 769485 1 59 gi 
RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


270172 Bacteria_16S 
strain Pull 5.3 1 
Proteobacteria; 
270172 Bacteria_16S 
strain Chj707 16S 
Bacteroidetes; 
270172 Bacteria_16S 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 


Bacteria; 


Bacteria; 


Flavobacteria; 


791023 791082 1 59 gi 
6S ribosomal RNA, 


800241 800304 6 68 gi 
ribosomal RNA, partial sequence 
Flavobacteriales; 
841425 841484 1 59 gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
270172 Bacteria_16S 
strain Greoux 11 


903534 903593 1 59 gi 
D13 16S ribosomal RNA, partial sequenc 


Proteobacteria; Gammaproteobacteria; Legionel 
270172 Bacteria_16S 
elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 
270172 Bacteria_16S 
salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 
270172 Bacteria_16S 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 
subsp. vallismortis Bacteria; 
Salinivibrio. 
270172 Bacteria_16S 
strain 4A 16S ribosomal RNA, partial 
Proteobacteria; 
270172 Bacteria_16S 
strain FC 097-2 16S ribosomal RNA, 


937557 937616 1 59 gi 


956174 956269 1 93 gi 
strain BN12 16S ribosomal RNA, partial 


965431 965490 1 59 gi 
Proteobacteria; 


967015 967074 1 59 gi 


sequence 966531 96793 
Gammaproteobacteria; Oceanospirillales; Halomonad 
985253 985316 6 68 gi| 265678387 


534808 53626 
Flexibacterac 


train KMM 3635 16S ribosomal RNA, partial sequen 


Gammaproteobacteria; Al 


615203 61674 
Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


644174 645732 Vibri 


768965 770424 Vibri 
complete sequence 790537 79204 
Gammaproteobacteria; Alteromonadales; Psychromona 


799765 80123 
Flavobacteriaceae 


KMM 162 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


Bacteria; Proteobacteria; Alphaproteobacteria; R 


Gammaproteobacteria 


265678687 


265678641 


265678621 


265678576 
70866 


Vibrionales; Vibrionaceae; Aliivibrio. 


265678533 
265678518 
265678512 
265678485 
84098 
265678442 
e 90307 
lales; Leg 
265678420 
Alteromo 
265678408 


sequence 


265678401 


265678400 


7 Arcicella aquatica Bacteria; 
eae; Arcicella. 
ref|NR_028992.1| Pseudoalteromonas 
ce 546976 548458 Pseudoalteromonas 
teromonadales; Pseudoalteromonadaceae; 


ref|NR_028946.1| Vibrio agarivorans 
4 Vibrio agarivorans Bacteria; 
ibrio. 
ref|NR_028926.1| Vibrio lentus strain 
o lentus Bacteria; Proteobacteria; 


ref|NR_028881.1| Aliivibrio wodanis 
8 710188 Aliivibrio wodanis Bacteria; 


ref |NR_028837.1 
o ruber Bacteria; 


Vibrio ruber strain 
Proteobacteria; 


ref |NR_028821.1 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 
ref|NR_028815.1| Kaistella koreensis 
6 Kaistella koreensis Bacteria; 
; Kaistella. 
ref|NR_028788.1| Marinospirillum 
1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
ref|NR_028744.1| Legionella gresilensis 
2 904507 Legionella gresilensis 
ionellaceae; Legionella. 
ref|NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 


Psychromonas arctica 


nadales; Pseudoalteromonadaceae; 
ref|NR_028710.1| Pseudaminobacter 
955748 957207 Pseudaminobacter 


hizobiales; Phyllobacteriaceae; 
ref|NR_028703.1| Salinivibrio costicola 

964933 966480 Salinivibrio costicola 
; Vibrionales; Vibrionaceae; 


ref|NR_028702.1| Halomonas campisalis 
0 Halomonas campisalis Bacteria; 
aceae; Halomonas. 


ref|NR_028689.1| Acholeplasma vituli 


complete sequence 984769 986285 Acholeplasma vituli Bacteria; 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


270172 Bacteria_16S 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequenc 
peptidolytica Bacteria; Gammaproteobacteria; Alte 
Pseudoalteromonas. 
270172 Bacteria_16S 
strain OK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
270172 Bacteria_16S 
insulare strain K 


Bacteria; 


270172 Bacteria_16S 
strain KMM 1406 1 
Proteobacteria; 
270172 Bacteria_16S 
yabuuchiae strain 


Bacteria; 


270172 Bacteria_16S 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 11122 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 
270172 Bacteria_16S 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Ricke 


Proteobacteria; Alphaproteobacteria; 


fever group. 


270172 Bacteria_16S 
strain YB1 16S ribosomal 
Proteobacteria; 
270172 Bacteria_16S 
strain JT7304 16S 
Proteobacteria; 
270172 Bacteria_16S 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 
Proteobacteria; 
270172 Bacteria_16S 
12563 16S ribosomal RNA, partial sequence 
Spirochaetes; 
270172 Bacteria_16S 

strain A431 16S ribosomal RNA, partial sequence 
Proteobacteria; 
270172 Bacteria_16S 


DSM 
Bacteria; 


1005318 1005377 1 59 gi 


Proteobacteria; 


1009804 1009863 1 59 gi 
Gammaproteobacteria; Alteromonadales; S 
1051093 1051152 1 59 gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


1066176 1066291 1 112 


gi 


1067635 1067730 1 93 gi 


1111259 1111318 1 59 gi 


1129391 1129506 1 112 


gi 


Rickettsiales; Ric 
1135405 1135464 1 59 
RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
1152104 1152163 1 59 gi 
ribosomal RNA, partial sequence 


gi 


1153521 1153580 1 59 gi 
Gammaproteobacteria; Vibrionales; Vibri 
1177864 1177907 6 49 gi 


1257850 1257909 1 59 gi 
Gammaproteobacteria; Vibrionales; Vibri 
1270022 1270113 5 93 gi 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial 


ishimotonii Bacteria; 


Desulfonema. 


270172 Bacteria_16S 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Gammaproteobacteria; Altero 
270172 Bacteria_16S 
9799 16S ribo 
Proteobacteria; 
270172 Bacteria_16S 
costicola 
costicola subsp. 
Salinivibrio. 

270172 Bacteria_16S 


DSM 


subsp. 


Proteobacteria; 


1277310 1277369 1 59 gi 
Proteobacteria; 
1342750 1342809 1 59 gi 
Gammaproteobacteria; Alteromonadales; F 
1354981 1355040 1 59 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 
1377622 1377681 1 


59 gi 


turnerae strain T7902 16S ribosomal RNA, partial sequen 


Bacteria; 


RW1 


Bacteria; 


Sphingobium. 


270172 Bacteria_16S 
strain M1063U/93 
Proteobacteria; 

270172 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Alteromo 
Teredinibacter. 
270172 Bacteria_16S 
16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
270172 Bacteria_16S 
ulvae strain UL12 
Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
270172 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 


1400010 1400105 1 
RNA, partial sequence 


93 gi 
Sphingomonadales; 
1403007 1403066 1 59 gi 
16S ribosomal RNA, partial sequence 


1407441 1407536 1 93 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 
1430440 1430499 1 59 gi 
Gammaproteobacteria; Pasteurellales; Pa 
1442799 1442858 1 59 gi 


strain M2000/95/1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 


1009316 10108 


6S ribosomal RNA, partial sequence 1065751 10671 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


Al-18 16S ribosomal RNA, partial sequence 10672 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


1134932 11363 


1151622 11530 
Gammaproteobacteria; Alteromonadales; Psychromona 


1177428 11788 
Spirochaetales; Brachyspiraceae; 


1257400 12588 


Deltaproteobacteria; 


somal RNA, partial sequence 1342254 1343799 Ferri 


1399580 1401060 Sphin 


16S ribosomal RNA, partial sequence 1429972 14314 


265678374 


265678371 
hewanellac 

265678343 
10506 


265678333 


265678332 


265678301 


253680770 


kettsiacea 


253680766 


onaceae; V 


253680755 


253680754 


Oonaceae; P 
228718030 


Brachysp 
219856813 


onaceae; V 
219846400 
sequence 

Desulf 


219846127 


228721107 


errimonada 
228720264 
artial seq 
mmaproteob 


228717562 
ce 13771 
nadales; A 


228715353 
Sphingomon 
219857444 

14026 
nadales; P 
219846657 
artial seq 
acteria; S 


224581435 


steurellac 


monadales; 


monas balearica 


uence 


uence 
phingomonadales; 


eae; 


ref|NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref |NR_028673.1 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Shewanella algae 


53 Shewanella algae Bacteria; 


eae; Shewanella. 
ref|NR_028645.1 
31 1052062 Marino 


Marinospirillum. 


ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028602.1 


Marinospirillum 
spirillum insulare 


Rheinheimera pacifica 


pacifica Bacteria; 


Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


ae; Moritella. 
ref |NR_028018.1 
ttsia rickettsii 
e; Rickettsieae; 


ref|NR_028014.1 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


ibrio. 
ref|NR_028003.1 


Psychromonas kaikoae 


67 Psychromonas kaikoae Bacteria; 


daceae; 
ref|NR_028002.1 


Psychromonas. 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


hotobacterium. 
ref|NR_027570.1 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Leas 


ref|NR_024632.1 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


ibrio. 
ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref|NR_025717.1 

1276861 127826 
Colwe 
ref|NR_027602.1 
ceae; Ferrimonas 
ref|NR_027590.1 
135446 
acteria; Vibrion 


ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 


ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref|NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 
ref |NR_026249.1 
140703 


ref|NR_027217.1 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Ferrimonas balearica 
DSM 9799 Bacteria; 
Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Sphingobium 
2 1408473 Sphingobium 


Sphingomonadaceae; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


Phocoenobac 


224581426 


ref|NR_027207.1 


ter. 
Actinobacillus scotiae 


1442329 1443825 Actinobacillus scotiae 


270172 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; 


strain CM243 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 
270172 Bacteria_16S 1616752 1616815 6 68 gi| 219878465 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobact 
Algoriphagus. 

270172 Bacteria_16S 1618275 1618338 6 68 gi|219878464 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 16192 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteria 
270172 Bacteria_16S 1619798 1619861 6 68 gi| 219878463 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobact 
Algoriphagus. 

270172 Bacteria_16S 1621321 1621384 6 68 gi|219878462 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobac 
Algoriphagus. 

270172 Bacteria_16S 1624352 1624415 6 68 gi| 219878460 
strain BA134 16S ribosomal RNA, partial sequence 1623889 16253 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteria 
270172 Bacteria_16S 1650107 1650202 1 93 gi|219878442 


VKM B1479 16S rib 


G 
270172 Bacteria_16S 


1512126 1512185 1 59 gi 


ribosomal RNA, partial sequence 


osomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


270172 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


270172 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


270172 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


270172 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


270172 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 


1657801 1657860 1 59 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1659356 1659415 1 59 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1699072 1699131 1 59 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1708252 1708367 1 112 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1753925 1753984 1 59 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


ibosomal RNA, partial sequence 1511717 15130 
ammaproteobacteria; Pasteurellales; Pasteurellac 
1615228 1615323 1 93 gi| 219878466 


1614821 16162 


1649700 16511 


somal RNA, partial sequence 1657325 1658829 Vibri 


somal RNA, partial sequence 1698596 1700102 Vibri 


1707781 17092 


219878127 


obacterace 
219878436 


219878402 


matiaceae; 
219878370 
equence 

ia; Altero 


v 


Pseudoalteromonas. 
270172 Bacteria_16S 


1757055 1757114 1 


59 


strain 2825 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


270172 Bacteria_16S 


1766027 1766086 1 


59 


gi| 219878367 
1756574 17580 
sychromona 


gi|219878360 


ref |NR_025266.1 


eae; 
ref 


Histophilus 
NR_025605.1 


aceae; Woodshole 
ref |NR_025604.1 

1616292 161776 
eriales; Cycloba 


ref|NR_025603.1 
87 Algoriphagus 
ceae; Algoriphag 
ref|NR_025602.1 

1619338 162081 
eriales; Cycloba 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


ref|NR_025599.1 


; Belliella 
NR_025581.1 


ceae 
ref 


ae; 
ref 
o fo 


Labrys. 
NR_025575.1 
rtis Bacteri 


© pomeroyi Bacte 


ref |NR_025541.1 


Rheinheimera. 

ref|NR_025509.1 
1753455 175495 

monadales; Pseud 


ref|NR_025506.1 


Histophilus somni 


77 Histophilus somni Bacteria; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Algoriphagus 

4 Algoriphagus 

cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 

0 Algoriphagus 

cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Vibrio fortis strain 
a; Proteobacteria; 


219878435|ref|NR_025574.1| Grimontia hollisae 
1658880 1660383 Grimontia hollisae Bacteria; 

onaceae; Grimontia. 

219878408 |ref|NR_025547.1| Vibrio pomeroyi strain 


ria; Proteobacteria; 


Rheinheimera baltica 


61 Rheinheimera baltica Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Psychromonas profunda 


69 Psychromonas 
daceae; 
ref 


profunda Bacteria; 
Psychromonas. 
Alkalilimnicola 


halodurans strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain LMG 20362 


Proteobacteria; G 


270172 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


270172 Bacteria_16S 


R-3712 16S riboso: 
Gammaproteobacter 


270172 Bacteria_16S 


LMG 
Proteobacteria; 


19999 16S rib 
G 


270172 Bacteria_16S 


15052 16S ribosom 
Gammaproteobacter 


270172 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


270172 Bacteria_16S 


strain LMG 20536 


Proteobacteria; G 


34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1776506 1776565 1 59 gi 


ammaproteobacteria; Vibrionales; Vibri 
1784051 17841101 59 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1791614 1791673 1 59 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1793088 1793147 1 59 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1794643 1794702 1 59 gi 
al RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1796128 1796187 1 59 gi 


ammaproteobacteria; Vibrionales; Vibri 
1797682 1797741 1 59 gi 


ammaproteobacteria; Vibrionales; Vibri 


270172 Bacteria_16S 


1860206 1860265 1 59 gi 


16S ribosomal RNA, partial sequence 1776030 17774 


1791138 1792572 Vibri 


1792623 17941 


1794167 1795601 Vibri 


16S ribosomal RNA, partial sequence 1795652 17971 


16S ribosomal RNA, partial sequence 1797206 17986 


ence 17655 
ales; Ecto 
219878352 


219878340 
onaceae; V 
219878339 
219878338 


onaceae; V 
219878337 


onaceae; V 


NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025491.1 


’ 


219878294 


limnicola halodurans 
ae; Alkalilimnicola. 
Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


onaceae; Vibrio. 
219878347|ref|NR_025486.1| Halomonas muralis 
1783587 1785079 Halomonas muralis Bacteria; 
Halomonadaceae; Halomonas. 
219878341|ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 


ref|NR_025479.1| Vibrio pacinii strain 
16 Vibrio pacinii Bacteria; 

ibrio. 

ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 

ref|NR_025476.1| Vibrio neptunius 

73 Vibrio neptunius Bacteria; 

ibrio. 

ref |NR_025433.1] Alteromonas 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 


stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Alteromonas. 
270172 Bacteria_16S 


1875458 1875517 1 


59 


strain HK85 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270172 Bacteria_16S 


1904476 1904535 1 


59 


gi 


219878284 


1874987 18764 


Gammaproteobacteria; Pasteurellales; Pa 


gi 


limnaeus strain A26 16S ribosomal RNA, partial sequence 


Bacteria; 
270172 Bacteria_16S 


1922570 1922609 11 


50 


Proteobacteria; Gammaproteobacteria; Chromati 


gi 


mannitolilytica strain LMG6866 16S ribosomal RNA, parti 


mannitolilytica Bacteria; 


Ralstonia. 
270172 Bacteria_16S 


1955982 1956077 1 


Proteobacteria; 


93 


strain EDIV 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


270172 Bacteria_16S 


strain 95Al1 16S ribosomal RNA, 
Gammaproteobacteria; Pasteurellales; Pa 


Proteobacteria; 
270172 Bacteria_16S 
strain SW-47 16S 
Proteobacteria; 

270172 Bacteria_16S 
strain AU2944 16S 


270172 Bacteria_16S 
strain ALC-2 16S 


270172 Bacteria_16S 
strain K9951 16S 
Proteobacteria; 

270172 Bacteria_16S 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
270172 Bacteria_16S 


ribosomal RNA, 
Gammapro 


riboso 
Proteobacteria; Betaproteobacteria; 


ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 


1962142 1962201 1 
complete 


2101130 2101189 1 
partial 


2122426 2122465 11 


2151129 2151224 1 
partial 


2187497 2187556 1 


2271254 2271313 1 


2272726 2272785 1 


59 
sequence 


59 
sequence 


teobacteria; Alteromonadales; 


50 


mal RNA, partial sequence 
Burkholderiales; 


93 
sequence 


Sphingomonadales; 


59 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 


59 


59 


Betaproteobac 


gi 


steurellac 
219878260 
19040 
ales; 
219878246 
al sequenc 
teria; 


219878224 


1955571 19570 


Sphingomonadales; 


gi 


219878220 


1961654 19631 


gi 


steurellac 
219878121 


2100672 21021 


gi 


Alt 


219857653 


2121958 21233 


Bu 
gi 


219857634 


2150729 21521 


gi 


Erythrobac 
219857607 


2187032 21885 


gi 


KMM300 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Alteromo 


gi 


issachenkonii strain KMM 3549 16S ribosomal RNA, partia 
Gammaproteobact 


issachenkonii Bacteria; 


Pseudoalteromonas. 
270172 Bacteria_16S 
buryatense strain 
Bacteria; 
270172 Bacteria_16S 


Proteobacteria; 


2277372 22774311 


2283458 2283517 1 


59 


59 


strain A45 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270172 Bacteria_16S 


2290922 2290981 1 


59 


gi 


5B 16S ribosomal RNA, partial sequenc 
Proteobacteria; Gammaproteobacteria; Methyloc 


gi 


219857552 
ence 22707 


219857551 
1 sequence 


219857548 
e 22768 
occales; 
219857544 


2282981 22844 


Gammaproteobacteria; Methylococcales; M 


gi 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partia 


flavipulchra Bacteria; 
Pseudoalteromonas. 
270172 Bacteria_16S 
lutaoensis strain 
Bacteria; 
270172 Bacteria_16S 
strain ATCC49733 
Proteobacteria; 

270172 Bacteria_16S 


Proteobacteria; 


2302890 2302949 1 


2363531 23635901 


2390807 2390866 1 


59 


strain YKJ-16 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


270172 Bacteria_16S 


2392375 2392430 11 


Gammaproteobacte 


gi 


T5054 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Alteromo 


galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; 


270172 Bacteria_16S 


2407537 2407600 6 


ethylococc 
219857538 
1 sequence 
ria; Alter 


219857528 
ence 23024 


16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pa 


strain LMG11607 16S ribosomal RNA, partial sequence 2407067 24085 


Bacteroidetes; 
270172 Bacteria_16S 
strain BD-87 16S 
Firmicutes; 
270172 Bacteria_16S 
paradoxus strain 
Bacteria; 
270172 Bacteria_16S 


Flavobacteria; 


2426063 2426126 6 


Planococcaceae; 
2441032 2441091 1 


2447116 2447175 1 


Flavobacteriales; 


ribosomal RNA, partial sequence 
Bacillales; 


nadales; Alteromonadaceae; 

59 gi| 219857485 |ref|NR_025073.1 
steurellaceae. 

59 gi|219857466|ref|NR_025054.1 

2390343 23918 
Halomonadaceae; Halomonas 
66 gi| 219857465 |ref|NR_025053.1 
sequence 2391886 239336 
Flavobacteriales; Flavoba 
68 gi| 219857455 |ref|NR_025043.1 
Flavobacteriaceae; Riemerella. 
68 gi|219857441|ref|NR_025029.1 
2425586 24269 
Viridibacillus. 

59 gi|219857426|ref|NR_025014.1 
ce 2440572 2442029 Thioal 
ales; Ectothiorhodospirace 

59 gi|219857421|ref|NR_025009.1 


ARh1 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Chromati 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


Chromatiaceae; 


Burkholderiales; Bu 


Sphingomonadaceae; 


nadales; Pseudoalteromonad 


eria; Alteromonadales; 


Methylococcaceae; 


ref |NR_025423.1 
eae; Haemophilus 
ref|NR_025399.1 
81 1905405 Thioal 
Thioa 
ref|NR_025385.1 
e 1922112 192356 


ref |NR_025363.1 
16 Sphingomonas 
Sphingo 
ref|NR_025359.1 
eae; 
ref 


NR_025260.1 


Alteromon 
ref |NR_025242.1 
Ralstonia. 
ref|NR_025223.1 
teraceae; Porphy 
ref|NR_025196.1 


ref|NR_025140.1 
90 2272278 Pseudo 


ref|NR_025139.1 
2272329 227377 
Pse 


ref|NR_025136.1 
93 2278392 Methyl 


ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025126.1 

2290487 229196 
omonadales; Pseu 


ref|NR_025116.1 
04 2303932 Marino 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
Pasteurella. 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
eromonadaceae; 


as. 
Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 
rkholderiaceae; 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Legionella busanensis 


07 Legionella busanensis Bacteria; 
ionellaceae; Legionella. 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 
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270172 Bacteria_16S 2501386 2501445 1 59 gi|219857381|ref|NR_024969.1| Legionella waltersii 


strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
270172 Bacteria_16S 2505951 2506010 1 59 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 


strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 

270172 Bacteria_16S 2638467 2638526 1 59 gi|219857232|ref|NR_024860.1| Actinobacillus 
succinogenes strain 130Z 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Actinobacillus. 
270172 Bacteria_16S 2664025 2664082 12 68 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
270172 Bacteria_16S 2817282 2817325 6 49 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 
270172 Bacteria_16S 2892474 2892533 1 59 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
270172 Bacteria_16S 2927480 2927539 1 59 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

270172 Bacteria_16S 2931970 2932029 1 59 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

270172 Bacteria_16S 2989654 2989713 1 59 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
270172 Bacteria_16S 3051896 3051987 5 93 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

270172 Bacteria_16S 3065538 3065601 6 68 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 
270172 Bacteria_16S 3116597 3116656 1 59 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 
270172 Bacteria_16S 3127110 3127205 1 93 gi| 219846837 |ref|NR_026429.1| Hyphomicrobium 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3126704 3128141 Hyphomicrobium 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
270172 Bacteria_16S 3128598 3128693 1 93 gi|219846836|ref|NR_026428.1| Hyphomicrobium 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
270172 Bacteria_16S 3134497 3134592 1 93 gi|219846832|ref|NR_026424.1| Paracoccus alkenifer 
strain A901/1 16S ribosomal RNA, partial sequence 3134094 3135501 Paracoccus alkenifer Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

270172 Bacteria_16S 3149633 3149692 1 59 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
270172 Bacteria_16S 3227143 3227202 1 59 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
270172 Bacteria_16S 3237874 3237965 5 93 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 
270172 Bacteria_16S 3261827 3261922 1 93 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

270172 Bacteria_16S 3319611 3319670 1 59 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 
270172 Bacteria_16S 3353053 3353112 1 59 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
270172 Bacteria_16S 3386683 3386742 1 59 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
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270172 Bacteria_16S 4100707 4100746 11 50 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

270172 Bacteria_16S 4103704 4103763 1 59 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

270172 Bacteria_16S 4123540 4123599 1 59 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

270172 Bacteria_16S 4128066 4128125 1 59 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

270172 Bacteria_16S 4129555 4129614 1 59 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

270172 Bacteria_16S 4186467 4186526 1 59 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

270172 Bacteria_16S 4187993 4188036 6 49 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

270172 Bacteria_16S 4213678 42137371 59 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

270172 Bacteria_16S 4215232 42152911 59 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

270172 Bacteria_16S 224156 224218 5 66 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

270172 Bacteria_16S 254680 254730 1 51 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

270172 Bacteria_16S 306090 306140 1 51 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

270172 Bacteria_16S 383239 383289 1 51 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
270172 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


rudongensis strai 
rudongensis Bacte 


satelles strain V 
satelles Bacteria 


270172 Bacteria_16S 


34635 16S ribosom 
Alphaproteobacter 


34614 16S ribosom 
Alphaproteobacter 


strain AMX51 16S 
yuanmingense stra 


yuanmingense Bact 
Bradyrhizobium. 


270172 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


415760 415810 1 


463340 463390 1 


783386 783452 3 
PI D143K-13 16S ribosomal 
Firmicutes; Clostridia; 
824641 824691 1 
al RNA, partial sequence 


, 


826143 826193 1 
al RNA, partial sequence 


842900 842950 1 


870249 870299 1 


1057034 1057084 1 


270172 Bacteria_16S 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Deinococcus-Thermus; 


1060110 1060168 11 


ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 
270172 Bacteria_16S 
n AS1.1761 16S ribosomal RNA, partial 

ria; Proteobacteria; Alphaproteobacter 
270172 Bacteria_16S 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
270172 Bacteria_16S 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
270172 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
270172 Bacteria_16S 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


rhizobiaceae; Bradyrhizobium. 
51 gi|265678777|ref|NR_029082.1| Methylobacterium 
415329 416805 Methylobacterium populi BJ001 
Rhizobiales; Methylobacteriaceae; Methylobacterium. 
51 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
sequence 462905 464361 Ancylobacter 
ia; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
68 gi|265678523|ref|NR_028827.1| Shuttleworthia 
RNA, partial sequence 782926 784381 Shuttleworthia 
Clostridiales; Lachnospiraceae; Shuttleworthia. 
51 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
sea. 
51 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
825713 827158 Bosea eneae Bacteria; Proteobacteria; 
sea. 
51 gi|265678484|ref|NR_028787.1| Bosea minatitlanensis 
842468 843949 Bosea minatitlanensis Bacteria; 
rhizobiaceae; Bosea. 
51 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
uence 869838 871263 Bradyrhizobium 
ria; Rhizobiales; Bradyrhizobiaceae; 
51 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
al sequence 1056603 1058087 Rhodopseudomonas 
eria; Rhizobiales; Bradyrhizobiaceae; 
68 gi| 265678337 |ref|NR_028639.1| Marinithermus 
1059624 1061116 Marinithermus 
Deinococci; Thermales; Thermaceae; Marinithermus. 


270172 Bacteria_16S 1196039 1196089 1 51 gi|228715574|ref|NR_027535.1| Denitrovibrio 

acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 

12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

270172 Bacteria_16S 1365288 1365338 1 51 gi|228719040|ref|NR_027578.1| Nitrobacter 

hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

270172 Bacteria_16S 1383574 1383640 3 68 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 

strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 

Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

270172 Bacteria_16S 1472884 1472922 12 50 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 

AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 

complex. 

270172 Bacteria_16S 1497228 1497278 17 66 gi|219846665|ref|NR_026257.1| Halanaerobium 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

270172 Bacteria_16S 1572443 1572493 1 51 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 

faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

270172 Bacteria_16S 1867902 1867952 1 51 gi|219878289|ref|NR_025428.1| Chelatococcus 

asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 

asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 

Chelatococcus. 

270172 Bacteria_16S 2223707 2223769 5 66 gi|219857583|ref|NR_025171.1| Thermodesulfatator 

indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 

15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 

Thermodesulfatator. 

270172 Bacteria_16S 2299872 2299922 1 51 gi|219857530|ref|NR_025118.1| Bosea massiliensis 

strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

270172 Bacteria_16S 2301340 2301390 1 51 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 

34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 

Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

270172 Bacteria_16S 2567742 2567792 1 51 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 

strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

270172 Bacteria_16S 2629373 2629431 11 68 gi|219857239|ref|NR_024867.1| Thermus scotoductus 

strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 

Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

270172 Bacteria_16S 2661186 2661236 1 51 gi|219857216|ref|NR_024844.1| Methylorhabdus 

multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

270172 Bacteria_16S 2841557 2841607 17 66 gi|219856896|ref|NR_024715.1| Halanaerobium 

fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 

Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

270172 Bacteria_16S 2860078 2860128 1 51 gi|219856884|ref|NR_024703.1| Pseudomonas 

carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 

carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 

270172 Bacteria_16S 2921549 2921615 3 68 gi|219856842|ref|NR_024661.1| Eubacterium 

ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 

ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

270172 Bacteria_16S 3019939 3019997 11 68 gi|219846910|ref|NR_026502.1| Thermus antranikianii 

strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 

Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

270172 Bacteria_16S 3021464 3021522 11 68 gi|219846909|ref|NR_026501.1| Thermus igniterrae 

strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 

Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

270172 Bacteria_16S 3108972 3109022 1 51 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 

strain N1 16S ribosomal RNA, complete sequence 3108566 3109980 Rhodovulum iodosum Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

270172 Bacteria_16S 3130135 31301975 66 gi|219846835|ref|NR_026427.1| Halanaerobacter 

salinarius strain SG3903 16S ribosomal RNA, partial sequence 3129667 3131049 Halanaerobacter 

salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 

270172 Bacteria_16S 3296819 3296885 3 68 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 

ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 

Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

270172 Bacteria_16S 3376022 3376072 17 66 gi|219846666|ref|NR_026258.1| Halanaerobium 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 
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07 Clostridium colinum Bacteria; 
m. 
ref|NR_026044.1 
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ref|NR_025852.1| Acidocella facilis 

54 Acidocella facilis Bacteria; 
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ref|NR_025849.1| Acidocella aminolytica 
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a. 
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Thiocystis. 
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aceae; Methylomicrobium. 
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Photorhabdus. 


545929 545978 1 


1 


Proteobacteria; 


577851 577900 1 


597319 597368 1 


cales; 
604861 604910 1 


627825 627874 1 


662599 662648 1 


689932 689981 1 


Proteobacteria; 
710728 710777 1 
1 


721566 721615 1 


723152 723201 1 


50 


Photorhabdus. 
50 


50 


50 


gi 


gi 
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obacteriaceae; Thermovibrio. 
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265678723|ref|NR_029028.1| Marinobacter sediminum 
492024 493535 Marinobacter sediminum Bacteria; 
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265678707 |ref|NR_029012.1| Photorhabdus 
RNA, complete sequence 516416 517931 


thracensis strain 39-8 16S ribosomal 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


gi 


gi 


partial sequence 
Enterobacteriales; 


gi 


ain CFBP 4730 16S ribosomal RNA, parti 


Betaproteobacte 


50 


50 


bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
603429 603466 12 
16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; 


49 


50 


50 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


50 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


50 


50 


50 


50 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


50 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


50 


gi 


MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


kayaii strain 1121 16S ribosomal RNA, complete 
kayaii Bacteria; Proteobacteria; Gammaproteoba 


596871 59824 


gi 


Thermovi 


gi 


EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


matiaceae; 
265678649 
60290 
brio. 
265678648 
ence 60442 
irillales; 


265678633 


627341 62884 


gi 


Enterobac 
265678607 


662137 66364 


gi 


gi 


16S ribosomal RNA, partial 
Gammaproteobacter 


gi 


partial sequence 
Alteromonadales; 


gi 


Enterobac 


265678589 


16S ribosomal RNA, partial sequence 689459 69096 
ammaproteobacteria; Enterobacteriales; 


Enterobac 
265678588 
sequence 

ia; Entero 


265678575 
71023 


Moritellace 


265678570 


716437 71796 


gi 


Enterobac 
265678567 


721087 72261 


gi 


laumondii strain TTO1 16S ribosomal 


Enterobac 
265678566 
RNA, parti 


265678706 |ref|NR_029011.1| Photorhabdus 
sequence 517982 519496 Photorhabdus 
cteria; Enterobacteriales; 

265678688 |ref|NR_028993.1| Enterobacter kobei 
545475 546925 Enterobacter kobei Bacteria; 

Enterobacteriaceae; Enterobacter. 

265678668 |ref|NR_028973.1| Acidovorax 

al sequence 575863 577354 Acidovorax 

ria; Burkholderiales; Comamonadaceae; Acidovorax. 

265678667|ref|NR_028972.1| Thalassolituus 

ence 577405 578770 Thalassolituus oleivorans 

irillales; Thalassolituus. 

265678654|ref|NR_028959.1| Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Thiobaca. 

ref|NR_028954.1| Thermovibrio ruber 

5 604369 Thermovibrio ruber Bacteria; 
ref|NR_028953.1| Saccharospirillum 

0 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 

ref |NR_028938.1| Morganella morganii 


2 Morganella morganii Bacteria; 
teriaceae; Morganella. 
ref|NR_028912.1|] Enterobacter cloacae 
7 Enterobacter cloacae Bacteria; 
teriaceae; Enterobacter; Enterobacter 


ref |NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref |NR_028893.1| Buttiauxella 

691014 692520 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 
ref|NR_028875.1 
8 Enterobacter pyrinus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 

ref|NR_028870.1] Photorhabdus 

al sequence 722663 724202 


Moritella viscosa 
lla viscosa Bacteria; 


Enterobacter pyrinus 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 
50 


gi 


265678565 


akhurstii strain FRGO4 16S ribosomal RNA, partial sequence 


Photorhabdus 
724253 725774 


ref|NR_028869.1 


Photorhabdus luminescens subsp. 


Enterobacteriales 


270172 Bacteria_16S 


Photorhabdus. 
50 


Enterobacteriaceae; 
727842 727891 1 


v 


gi 


sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


270172 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


270172 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


270172 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


270172 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


270172 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


270172 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


270172 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


270172 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


270172 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


270172 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


270172 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


270172 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


270172 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


270172 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


270172 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


270172 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


270172 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


270172 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


acteria; Gammaproteobacteria; Chromati 
732349 732398 1 50 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
733772 733821 1 50 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
754167 754216 1 50 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
763303 763352 1 50 gi 
ribosomal RNA, partial sequence 


770958 771007 1 50 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
780300 780345 6 51 gi 
ribosomal RNA, partial sequence 


gi 


806314 806375 6 66 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

812518 812567 1 50 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
818505 818554 1 50 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820010 820059 1 50 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
844489 844538 1 50 gi 


ammaproteobacteria; 
859578 859671 
osomal RNA, partial 
eltaproteobacteria; Desulfuromonadales 
902026 902075 1 50 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


Enterobacteriales; 
5 95 gi 
sequence 


986823 986872 1 50 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
988403 988452 1 50 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
989983 990032 1 50 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
991554 991603 1 50 gi 


ammaproteobacteria; Enterobacteriales; 
1003793 1003842 1 50 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1049601 1049638 12 49 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1118792 1118841 1 50 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


270172 Bacteria_16S 


1141506 1141603 1 95 gi 


731878 733268 Thioc 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


770475 77198 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
270172 Bacteria_16S 


818049 81950 


819558 82101 


16S ribosomal RNA, partial sequence 844000 84550 


859076 86059 


987916 98944 


989496 99101 


6S ribosomal RNA, partial sequence 991068 99256 


1118333 11198 


265678563 

72737 
ales; Ecto 
265678560 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678543 
ence 75371 
cteriales; 
265678537 


265678532 


seudomonad 
265678525 


265678508 
ce 80584 
ulfobacter 


265678504 
nce 81203 
ales; Ecto 
265678500 


Enterobac 
265678499 


Enterobac 
265678483 


Enterobac 
265678472 
; Geobacte 
265678443 
quence 
eria; Chro 
265678386 

98633 
cteriales; 
265678385 


Enterobac 
265678384 


Enterobac 
265678383 


Enterobac 
265678375 
10033 
Enterobac 
265678345 
quence 
urobacteri 
228716249 


cteriales; 


mati 


mati 


teri 


teri 


ref|NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref|NR_028864.1 
apsa rosea Bacte 


ref |NR_028863.1 
9 734742 Thioha 
aceae; Thioh 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref|NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028836.1 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


aceae; Cellvibri 
ref |NR_028829.1 
7 Acholeplasma 
eplasma. 

ref |NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028803.1 


O°. 
Acholeplasma axanthum 


axanthum Bacteria; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 

Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


teri 
ref 


aceae; Kluyv 
NR_028802.1 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


teri 
ref 


aceae; Kluyv 
NR_028786.1 


era. 
Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


teri 
ref 


aceae; Samso 
NR_028775.1 


nia. 
Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


raceae; Geobacte 
ref|NR_028745.1 

901557 903021 
ales; Ectoth 


ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


a 
Thioalkalivibrio 
Thioalkalivibrio 

iorhodospiraceae; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


teri 
ref 


aceae; Citro 
NR_028686.1 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


teri 
ref 


aceae; Citro 
NR_028685.1 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


aceae; Citro 
ref |NR_028677.1 
52 1004810 Kluyve 
aceae; Kluyv 
ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref|NR_027549.1 


bacter. 
Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 
Balnearium 
0 Balnearium 
m. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


Enterobacteriac 


253680762 


witflariensis strain W-50 16S ribosomal RNA, partial sequence 


witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


Sphingomonadales; 


NR_028010.1 
141076 114255 


Sp 


ref 


RR 


eae; Escherichia. 
Sphingopyxis 

7 Sphingopyxis 

hingomonadaceae; 


270172 Bacteria_16S 1174873 1174922 1 50 gi| 228718578 |ref|NR_027574.1 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 11758 

Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

270172 Bacteria_16S 1185366 1185415 1 50 gi|228716090|ref|NR_027546.1 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
270172 Bacteria_16S 1186877 1186926 1 50 gi|228716058|ref|NR_027545.1 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
270172 Bacteria_16S 1188388 1188437 1 50 gi|228716012|ref|NR_027544.1 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
270172 Bacteria_16S 1189899 1189948 1 50 gi| 228715942 |ref|NR_027543.1 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
270172 Bacteria_16S 1191402 1191439 12 49 gi|228715750|ref|NR_027538.1 
strain EX-H1l 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

270172 Bacteria_16S 1211184 1211233 1 50 gi|224581438|ref|NR_027220.1 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 121215 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 

Halomonas. 

270172 Bacteria_16S 1212661 12127101 50 gi|224581437|ref|NR_027219.1 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 12136 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 

270172 Bacteria_16S 1224654 1224691 12 49 gi|219878314|ref|NR_025453.1 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 122567 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcu 
270172 Bacteria_16S 1227691 1227740 1 50 gi|219878281|ref|NR_025420.1 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 12287 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
270172 Bacteria_16S 1229227 1229276 1 50 gi|219878280|ref|NR_025419.1 
strain R-4069 16S ribosomal RNA, partial sequence 1228770 12302 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
270172 Bacteria_16S 1230795 1230832 12 49 gi| 219878275 |ref|NR_025414.1 


strain HI 11/12 1 
Bacteria; Aquific 
270172 Bacteria_16S 
azorense Az-Ful s 
azorense Az-Ful B 
270172 Bacteria_16S 
2077 16S ribosoma 
Deltaproteobacteria; 
270172 Bacteria_16S 
sarecensis strain 
Bacteria; Proteob 
270172 Bacteria_16S 
hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 
270172 Bacteria_16S 
strain 0S145 16S 
Proteobacteria; G 
270172 Bacteria_16S 
bermudensis HTCC2 
HTCC2503 Bacteria; 
270172 Bacteria_16S 
nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 
270172 Bacteria_16S 
strain B-10-31 16 
Proteobacteria; G 
270172 Bacteria_16S 
strain SK-1T 16S 
Proteobacteria; G 
270172 Bacteria_16S 
bryozoorum strain 
Bacteria; Proteob 
270172 Bacteria_16S 


6S ribosomal RNA, 


1382048 1382097 1 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1390969 1391062 3 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1397011 1397056 6 
RS 2060 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteo 


1412003 1412052 1 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1459231 1459280 1 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1462336 1462385 1 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1483623 1483672 1 


49 


95 


50 


50 
Proteobacteria; 


50 


93 


51 


50 


50 


50 


50 


strain SW32 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 


Gammapr 


complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermoc 
1241412 1241449 12 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1271479 12715725 
1 RNA partial sequence 
Desulfobacterales; 

1275820 1275869 1 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1292375 1292424 1 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; 


rinis. 

219878120 
1 sequence 
genotherma 
219846399 


gi 


gi 


1271016 1272493 Desul 
Desulfobacterac 


eae; Desul 
219846179 
ce 12753 
irillales; 
228716433 
tial seque 
oteobacter 


gi 


gi 


228717104 
1381574 13830 

Idiomarinac 
gi|228716336 
e 13905 
Parvularc 
228715764 


gi 


gi 
bacteria; 


gi|224581450 
1411537 14130 
seudoalter 
gi|224581413 
1458766 14602 
Enterobac 
224581411 
ence 14618 
nadales; A 
219857506 


gi 


gi 


ref 


ref 


ref 
Hal 
ref 
nce 
ia; 


ref 


eae; 
ref 


ulal 


Rhiz 
ref 


omon 
ref 


teri 
ref 


lter 
ref 


93 Thermocrinis 
1240965 12424 
ceae 


fonema magnum B 
fonema. 


63 1276810 Chromo 


41 1391995 Parvul 


1396599 13980 


62 1463368 Marin 


NR_025259.1 

1 
; Sulfurihyd 
NR_025990.1 
a 


NR_025769.1 
omonadaceae; 
NR_027551.1 

129190 
Alteromonada 


NR_027560.1 


Idiomarina. 
NR_027550.1 


es; Parvular 
NR_027539.1 
3 
obiales; Met 
NR_027234.1 


adaceae; Alg 
NR_027194.1 


aceae; Xenor 
NR_027192.1 

° 
omonadaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Persephonella marina 
marina EX-H1l Bacteria; 


Halomonas 
8 Halomonas 


Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Ss. 


Streptococcus 
1 Streptococcus 
Ss. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Thermocrinis albus 


albus DSM 14484 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Desulfonema magnum DSM 
cteria; Proteobacteria; 


Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Marinobacter 

4 1293412 Marinobacter 

les; Alteromonadaceae; 


Idiomarina baltica 


49 Idiomarina baltica 0S145 Bacteria; 


Parvularcula 

arcula bermudensis 
culaceae; Parvularcula. 
Methylobacterium 

3 Methylobacterium 
hylobacteriaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 


NR_025094.1 


Kushneria marisflavi 


1483159 1484653 Kushneria marisflavi Bacteria; 


270172 Bacteria_16S 1545617 1545666 1 50 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
270172 Bacteria_16S 1547131 1547180 1 50 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
270172 Bacteria_16S 1553058 1553107 1 50 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

270172 Bacteria_16S 1570964 1571013 1 50 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


270172 Bacteria_16S 1633447 1633496 1 50 gi| 219878454 |ref|NR_025593.1| Oceanisphaera 
litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 
270172 Bacteria_16S 1645657 1645706 1 50 gi|219878446|ref|NR_025585.1| Aeromonas simiae 


strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
270172 Bacteria_16S 1667036 1667085 1 50 gi|219878430|ref|NR_025569.1| Escherichia albertii 
strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

270172 Bacteria_16S 1671641 1671690 1 50 gi| 219878427 |ref|NR_025566.1| Enterobacter cowanii 
strain 888-76 16S ribosomal RNA, partial sequence 1671187 1672548 Enterobacter cowanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

270172 Bacteria_16S 1691307 1691356 1 50 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 
270172 Bacteria_16S 1741736 1741785 1 50 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 
270172 Bacteria_16S 1755484 1755533 1 50 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


270172 Bacteria_16S 1861747 1861796 1 50 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

270172 Bacteria_16S 1863254 1863303 1 50 gi|219878292|ref|NR_025431.1| Chromohalobacter 


israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
270172 Bacteria_16S 1864836 1864885 1 50 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 


270172 Bacteria_16S 1905833 1905896 6 68 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
270172 Bacteria_16S 1928745 1928794 1 50 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

270172 Bacteria_16S 1930281 1930330 1 50 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

270172 Bacteria_16S 1939238 1939283 6 51 gi|219878235|ref|NR_025374.1| Methylobacterium 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 


270172 Bacteria_16S 1966718 1966767 1 50 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

270172 Bacteria_16S 1988216 1988265 1 50 gi|219878203|ref|NR_025342.1| Tatumella ptyseos 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 1989239 Tatumella ptyseos Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatumella. 

270172 Bacteria_16S 1989764 1989813 1 50 gi|219878202|ref|NR_025341.1| Serratia 
proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Serratia. 
270172 Bacteria_16S 1991312 1991361 1 50 gi|219878201|ref|NR_025340.1| Serratia grimesii 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 
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Proteobacteria; 
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Proteobacteria; 
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5563 16S ribo 
Gammaproteobacter 
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16S 
1 
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16S 1994403 1994452 1 50 gi 
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Gammaproteobacteria; Enterobacteriales; 
16S 1995938 1995987 1 50 gi 
1 
Gammaproteobacteria; Enterobacteriales; 
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Gammaproteobacteria; Enterobacteriales; 
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Enterobacteriales; Enterobacteriac 
2000556 2000605 1 50 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
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1 

Gammaproteobacteria; Enterobacteriales; 

16S 2003624 2003673 1 50 gi 

1 

Gammaproteobacteria; Enterobacteriales; 
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1 

Gammaproteobacteria; Enterobacteriales; 

16S 2006715 2006764 1 50 gi 

1 

Gammaproteobacteria; Enterobacteriales; 

16S 2008259 2008308 1 50 gi 
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ria; Proteobacteria; Gammaproteobacter 
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16S 
2 


16S 
1 
Gammaproteobacteria; Enterobacteriales; 
16S 2024689 2024738 1 50 gi 
6S ribosomal RNA, 
Gammaproteobacteria; Chromatiales; Chro 
16S 2026247 2026296 1 50 gi 
1 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Aeromonadales; Aer 
16S 2027690 2027739 1 50 gi 


2009818 2009867 1 50 gi 


16S ribosomal RNA, partial sequence 1993927 19 


6S ribosomal RNA, partial sequence 1995493 19 


16S ribosomal RNA, partial sequence 1997016 19 


somal RNA, partial sequence 1998561 2000045 Pr 


6S ribosomal RNA, partial sequence 2003168 20 


6S ribosomal RNA, partial sequence 2004699 20 


6S ribosomal RNA, partial sequence 2006247 20 


6S ribosomal RNA, partial sequence 2009346 20 


complete sequence 2024259 20 


carotovorum subsp 


Enterobacteriales; 


270172 Bacteria_16S 


thermolithotrophum 
thermolithotrophum 


270172 Bacteria_16S 
pentaromativorans strain 
pentaromativorans Bacter 


Novosphingobium. 


270172 Bacteria_16S 
DSM 681 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


a; 


270172 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


270172 Bacteria_16S 


salipaludis strain 


Bacteria; Proteob 


270172 Bacteria_16S 


somal R 
ia; 
270172 Bacteria_16S 
i rain AL 
cteria; 


acteria 


odoriferum strain LMG 17566 16S ribo 


Enterobacteriaceae; Pectobacterium. 
2087526 2087563 12 49 gi 
strain BSA 16S ribosomal RNA, partia 
Bacteria; Aquificae; Aquificales; De 
2113241 2113338 1 95 gi 
US6-1 16S ribosomal RNA, parti 
ia; Proteobacteria; Alphaproteo 
2116359 2116408 1 50 gi 
0 16S ribosomal RNA, partial se 
Prot 
2120893 2120942 1 50 gi 
Enterobacteriales; Enterobacteriac 
2127006 2127055 1 50 gi 
EN 1 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobac 


2137532 2137581 1 
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50 gi 
16S ribosomal RNA, partial sequ 
; Gammaproteobacteria; Alteromo 


2170832 2170881 1 


eobacteria; Gammaproteobacteria; 


219878200 


6S ribosomal RNA, partial sequence 1992387 19938 
nterobac 


E 
219878199 
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Entero 
219878197 
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219878196 


eae; Pr 
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E 
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Entero 
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Entero 
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sequence 
ia; Ent 

219878189 
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219878179 
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matiaceae; 
219878178 
20257 
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219878177 
somal RNA, 


219878131 
1 
sulfurobac 
219857659 
al sequenc 
bacteria; 


219857657 
quence 


; Alteromo 


219857654 


NA, partial sequence 2120505 2121907 Cedec 


eae; Cedec 
219857650 
sequence 
teria; Chr 


219857643 
ence 21370 
nadales; 
219857621 


La 
50 gi 


strain NCIMB 8634 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


954 
bac 


969 
bac 


985 
bac 


agi 
agi 


20000 


bac 


bac 


bac 
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ref 
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teri 
ref 
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ref 
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teri 
ref 
a fo 
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aceae; Prote 
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ref 
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teriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
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41 Buttiauxella 
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bacteriales; Ent 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
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08 Isochromatium 
Isochromatium. 
ref|NR_025317.1 
59 2027165 Aeromo 
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ref |NR_025316.1 
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ref|NR_025270.1 
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teriaceae; Desu 
ref|NR_025248.1 
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ref|NR_025246.1 
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ref 
ead 
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ref |NR_025239.1 
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ref|NR_025232.1 
73 2138564 Micro 
omonadaceae 
NR_025210.1 


ref 


c 
Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


9 
1 


9 
s 


9 
monadaceae; 


e 


8 
it 


b 
; 


Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
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Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Isochromatium buderi 
buderi Bacteria; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Novosphingobium 

2 Novosphingobium 
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’ 


Microbulbifer 
0 Microbulbifer 
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ria; Proteobacteria; 
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Proteobacteria; 
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Proteobacteria; 
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270172 Bacteria_ 
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270172 Bacteria_ 
azotonutricium st 
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270172 Bacteria_ 


thiocyanoxidans 
thiocyanoxidans 


Thioalkalivibrio. 
270172 Bacteria_ 
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Proteobacteria; 


270172 Bacteria_ 
strain GB6 16S ri 


Proteobacteria; 


270172 Bacteria_ 
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Bacteria; 


270172 Bacteria_ 
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Aeromonadaceae; 


270172 Bacteria_ 
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Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
270172 Bacteria_ 
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Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
270172 Bacteria_ 
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Bacteria; 
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Proteobacteria; 


270172 Bacteria_ 


strain CDC 0876- 
Bacteria; 


270172 Bacteria_ 
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Proteobacteria; 


270172 Bacteria_ 
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hydrogeniphila Ba 
270172 Bacteria_ 
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Bacteria; 


270172 Bacteria_ 
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Proteob 


Proteob 


Proteob 


Proteob 


16S 2231365 2231402 12 49 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
16S 2239000 2239049 1 50 gi 
bosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2240511 2240560 1 50 gi 
osomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2242022 22420711 50 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
16S 2243533 2243582 1 50 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


16S 2261986 2262047 6 66 gi 
strain SL6 16S ribosomal RNA, partial s 
Bacteria; Thermodesulfobacteria; Thermo 
erium. 

16S 2269747 2269837 6 93 gi 
rain ZAS-9 16S ribosomal RNA, partial 

cteria; Spirochaetes; Spirochaetales; 

16S 2286441 2286490 1 50 gi 
strain ARh 2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteoba 


16S 2298430 2298479 1 50 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; I 
16S 2427438 2427487 1 50 gi 
bosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 
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acteria; Gammaproteobacteria; Enteroba 


2238534 22399 


2240045 22415 


2297982 22993 


2427049 24283 


16S ribosomal RNA, partial sequence 2762542 27639 


219857578 
nce 22309 
Persephone 
219857573 


Enterobac 
219857572 


Enterobac 
219857571 

22415 
cteriales; 
219857570 
partial s 
obacteria; 
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270172 Bacteria_16S 


strain GTC848 16S 


2765975 2766024 1 50 
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Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 
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3 Hydrogenobacter 


Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
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Marinobacterium 

5 Marinobacterium 

nadaceae; 


Streptococcus peroris 
peroris Bacteria; 


Firmicutes; 


Lacto 


270172 Bacteria_16S 


strain IFO 15467 


Proteobacteria; G 


270172 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; G 


270172 Bacteria_16S 


strain JCM1235 16 
Proteobacteria; G 


270172 Bacteria_16S 


strain JCM1237 16 
Proteobacteria; G 


270172 Bacteria_16S 


strain JCM1234 16 
Proteobacteria; G 


270172 Bacteria_16S 


strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


270172 Bacteria_16S 


strain S37 16S ri 
Proteobacteria; A 


270172 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; G 


270172 Bacteria_16S 


strain LS-13 16S 


Proteobacteria; G 


270172 Bacteria_16S 


strain 441-1 16S 


Proteobacteria; G 


270172 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


270172 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


270172 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


270172 Bacteria_16S 


amylolytica strai 
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270172 Bacteria_16S 
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Proteobacteria; G 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 

2866264 2866313 1 50 gi|219856880|ref|NR_024699.1 
TCC 27130 16S ribosomal RNA, partial sequence 2865789 286730 
; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromo 

2924596 2924633 12 49 gi|219856840|ref|NR_024659.1 

ribosomal RNA, partial sequence 2924131 2925469 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 

2930465 2930514 1 50 gi|219856836|ref|NR_024655.1 
16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter 
ammaproteobacteria; Oceanospirillales; Oceanobacter. 

2947190 2947239 1 50 gi|219856825|ref|NR_024644.1 
S ribosomal RNA, partial sequence 2946729 29481 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serra 

2948680 2948729 1 50 gi|219856824|ref|NR_024643.1 
S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 

2950168 2950217 1 50 gi|219856823|ref|NR_024642.1 
S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 

2951669 2951718 1 50 gi|219856822|ref|NR_024641.1 
S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 

2953167 2953216 1 50 gi|219856821|ref|NR_024640.1 
S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 

2965196 2965293 1 95 gi|219856812|ref|NR_024631.1 
bosomal RNA, partial sequence 2964771 2966222 Sphingopyxis 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo 

2966739 2966788 1 50 gi| 219846946 |ref|NR_026538.1 
6S ribosomal RNA, partial sequence 2966273 29677 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dicke 

2991189 2991238 1 50 gi|219846929|ref|NR_026521.1 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
2992681 2992730 1 50 
ribosomal RNA, partial sequence 


gi 


2995710 2995747 12 49 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3047387 3047424 12 49 gi 
ain GF112B 16S ribosomal RNA, partial 

teria; Firmicutes; Lactobacillales; Ae 
3056520 3056569 1 50 gi 
train 0554 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


3058056 3058105 1 50 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


3072944 3072993 1 50 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


gi 


270172 Bacteria_16S 


strain CE2203 16S 


3172516 3172565 1 50 gi 
ribosomal RNA, partial sequence 


2990709 29921 
Leg 


ionellacea 
219846928 


2992209 29936 
ammaproteobacteria; Legionellales; Leg 


ionellacea 
219846926 
sequence 
icaceae; H 
219846890 
sequence 
rococcacea 
219846884 
sequence 
cteria; Ae 


219846883 
sequence 
ia; Aeromo 


’ 


219846873 


3072467 30738 


Balneatri 
219846806 


e; F 
ref 


e; L 
ref 


e; F 
ref 


romo 


ref 


nada 


ref 


xX. 


58 Fluoribacter 


3046902 30484 


3056079 30575 


3057592 30590 


luoribacter. 
NR_026520.1 


egionella. 
NR_026518.1 
3 
genobacter. 
NR_026482.1 
0 
acklamia. 
NR_026476.1 
4 
nadales; Suc 
NR_026475.1 
5 
i 


les; Succin 


NR_026465.1 


ref 


NR_026398.1 


Oceanobacter kriegii 


kriegii Bacteria; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Hydrogenobacter 
2 Hydrogenobacter 


Facklamia 
3 Facklamia 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Succinimonas 
3 Succinimonas 


vibrionaceae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Thiorhodococcus minor 


3172065 3173514 Thiorhodococcus minor Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 


270172 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


270172 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; G 


270172 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


270172 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


270172 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


270172 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


270172 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


270172 Bacteria_16S 


CIP 7430 
G 


strain 
Proteobacteria; 


270172 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


270172 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


270172 Bacteria_16 


strain ATCC 15712 
Bacteria; Proteob 


270172 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


270172 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


270172 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


270172 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


270172 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


270172 Bacteria_16S 


3266396 3266445 1 50 
ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3267814 3267863 1 50 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3270920 3270969 1 50 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3272458 3272507 1 50 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3299852 3299901 1 50 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


gi 


3385210 3385259 1 50 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


3575856 3575905 1 50 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3612419 3612468 1 50 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
3631975 3632068 5 95 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; 
3633435 3633484 1 50 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m 


gi 


Ss 3667121 36671701 50 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3668626 3668675 1 50 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670133 3670182 1 50 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3671640 3671689 1 50 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673149 3673198 1 50 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


3674654 3674703 1 50 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3692877 3692926 1 50 gi 


gi 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


270172 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


270172 Bacteria_16S 


allosaccharophila 
allosaccharophila 
Aeromonas. 


270172 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


270172 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


270172 Bacteria_16S 


acteria; Gammaproteobacteria; Methyloc 
3773418 3773509 5 93 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3797599 3797648 1 50 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3812813 3812862 1 50 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


3825092 3825141 1 50 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3835508 3835557 1 50 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3885927 3886020 5 95 gi 


3265947 32672 


3267345 32688 


3575389 35768 


3631486 36329 
Desulfuromonadales; 


3668184 36696 


3669690 36711 


3674212 36756 


3797117 37986 


3835060 38365 


219846743 


lales; Leg 
219846742 


ionellacea 
219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846721 
quence 
eria; Thio 
219846659 
1 sequence 
ia; Oceano 


219846525 


ionellacea 
219846497 

36119 

omonadacea 
219846484 


; Geobacte 
219846483 
al sequenc 
obacteria; 


219846459 
36666 
cteriales; 
219846458 


Enterobac 
219846457 


Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


219846454 


Enterobac 
219846442 
36924 
occales; M 
219846382 
ence 37729 


219846364 


ciricketts 
219846354 
artial seq 
bacteria; 


219846346 
38245 
llales; Pa 
219846338 


Halomonad 


e 3633011 36344 


teri 


teri 


nce 
erob 


teri 


ethy 


omonadales; 


uenc 
Aero. 


ref|NR_026335.1 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ione 
ref 


llaceae; Leg 
NR_026334.1 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


e; Legionella. 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


ref |NR_026117.1 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
ilas 

Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Chromohalobacter 
8 Chromohalobacter 


omonadaceae; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


e; Legionella. 
ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026076.1 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


race 
ref 


ae; Geobacte 
NR_026075.1 
7 
Aeromonadales; 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026049.1 


r. 
Anaerobiospirillum 

8 Anaerobiospirillum 

Succinivibrionaceae; 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


aceae; Erwin 


ref|NR_026048.1 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


aceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 

367270 
acteriales; 


ref |NR_026045.1 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


aceae; Panto 
ref |NR_026033.1 
15 3693865 Methyl 
lococcaceae; 
ref|NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025955.1 


ea. 

Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 

Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


iace 
ref 


ae; Cyclocla 
NR_025945.1 
e 381232 
monadales; A 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; A 
ref|NR_025928.1 


sticus. 

Aeromonas 
7 3813828 Aeromonas 
eromonadaceae; 


Avibacterium volantium 
terium volantium 
vibacterium. 

Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


aceae; Halomonas 


219846305 


metallireducens strain GS-15 16S ribosomal RNA, partial sequence 


ref|NR_025895.1 
3885428 388697 


Geobacter 
3 Geobacter 


metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


Geobacter. 
270172 Bacteria_16S 


3890591 3890650 1 


UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingel 


270172 Bacteria_16S 


3913373 3913422 1 


59 


3890099 3891585 Kingella 


50 


strain Gl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270172 Bacteria_16S 


3934674 39347711 


95 


strain Karp 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


270172 Bacteria_16S 


3956759 3956796 12 


49 


gi 


gi 


3912908 39143 
Gammaproteobacteria; Enterobacteriales; 


gi 


3934247 39357 


gi 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequ 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydroge 


270172 Bacteria_16S 
capsulatum strain 


3965755 3965852 1 


95 


gi 


GIFU 11526 16S ribosomal RNA, partial 


capsulatum Bacteria; Proteobacteria; Alphaproteobacteri 


Novosphingobium. 
270172 Bacteria_16S 


strain CL-SP19 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270172 Bacteria_16S 
flavimaris strain 


3983199 3983248 1 


4000961 4001058 1 


50 


95 


gi 


3982735 39841 
Gammaproteobacteria; Alteromonadales; I 


gi 


SW-151 16S ribosomal RNA, partial sequence 


flavimaris Bacteria; Proteobacteria; Alphaproteobacteri 


Sphingopyxis. 
270172 Bacteria_16S 


4005525 4005574 1 


50 


gi 


chungwhensis strain BH030046 16S ribosomal RNA, partial 


chungwhensis Bacteria; 
Salinimonas. 
270172 Bacteria_16S 


Proteobacteria; 


4008542 4008591 1 


50 


strain 848 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270172 Bacteria_16S 


4010076 40101251 


50 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270172 Bacteria_16S 
strain SW-154 16S 
Proteobacteria; 
270172 Bacteria_16S 
daepoensis strain 


4017554 4017603 1 


4019096 40191451 


50 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Kangiella. 


50 


Gammaproteobacte 


gi 


219846301 |ref 
la. 
219846285 |ref 
Enterobacteri 
219846270|ref 


kettsiaceae; R 
219846254 |ref 


nobaculum. 
219846248 
sequence 
a; Sphingomona 


ref 


219846236|ref 
diomarinaceae; 
219846224|ref 


a; Sphingomona 


219846221|ref 
sequence 
ria; Alteromon 


219846217 |ref 


ence 3956275 3957710 Hydrog 


3965346 396678 


4000552 400199 


4005071 400647 


NR_025891.1 
oralis Bacte 


NR_025875.1 


aceae; Xenor 
NR_025860.1 


ickettsieae; 
NR_025844.1 
NR_025838.1 
dales; Sphin 
NR_025826.1 


Idiomarina. 
NR_025814.1 


dales; Sphin 
NR_025811.1 
adales; Alte 


NR_025807.1 


Kingella oralis strain 
ria; Proteobacteria; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Hydrogenobaculum 
enobaculum acidophilum 


Novosphingobium 
8 Novosphingobium 


gomonadaceae; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Salinimonas 
7 Salinimonas 


romonadaceae; 


Aeromonas molluscorum 


4008054 4009559 Aeromonas molluscorum Bacteria; 


Gammaproteobacteria; Aeromonadales; Aer 


gi 


4009610 401 
Gammaproteobacteria; Alteromonadales; I 


gi 


omonadaceae; 
219846216|ref 


diomarinaceae; 
219846211|ref 


Aeromonas. 


NR_025806.1 


Idiomarina. 
NR_025801.1 


Idiomarina ramblicola 


1068 Idiomarina ramblicola Bacteria; 


Kangiella aquimarina 


4017086 4018581 Kangiella aquimarina Bacteria; 


gi 


SW-156 16S ribosomal RNA, partial seq 


daepoensis Bacteria; Proteobacteria; Gammaproteobacteri 


Marinobacter. 
270172 Bacteria_16S 
flavimaris strain 


4020642 4020691 1 


50 


gi 


SW-145 16S ribosomal RNA, partial seq 


flavimaris Bacteria; Proteobacteria; Gammaproteobacteri 


Marinobacter. 
270172 Bacteria_16S 


lampyridicola strain PUP 
lampyridicola Bacteria; 


270172 Bacteria_16S 


strain KMM 3809 16S ribo 
Gammapro 


Proteobacteria; 
270172 Bacteria_16S 
strain PIMN-1 16S 


270172 Bacteria_16S 


lipolyticus strain SM- 


lipolyticus Bacteria; 
Marinobacter. 
270172 Bacteria_16S 


riboso 
Tenericutes; Mollicutes; 


4146619 4146720 6 


4169616 4169665 1 


4184927 4184988 6 


Entomoplasmatales; 
4191076 41911251 

19 
Proteobacteria; 


4195598 4195647 1 


103 


50 


66 


mal RNA, partial sequence 


50 


50 


gi 


-1 16S ribosomal RNA, partial s 


Tenericutes; Mollicutes; Entomo 


gi 


somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; Alteromonadacea 


gi 


4184459 41859 
Entomoplasmataceae; 


gi 


16S ribosomal RNA, partial seq 
Gammaproteobacter 


gi 


ganghwensis strain JC2044 16S ribosomal RNA, partial se 


ganghwensis Bacteria; 
270172 Bacteria_16S 


Proteobacteria; 
4234912 42349611 


50 


strain F2R9 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270172 Bacteria_16S 
hispanicum strain 
Bacteria; 
270172 Bacteria_16S 


aquaticum strain GR16 16S ribosomal RNA, partial sequence 


4239434 4239479 6 


4240893 4240938 6 


51 


SL 


Gammaproteobacter 


gi 


4234473 42358 
Gammaproteobacteria; Enterobacteriales; 


gi 


GP34 16S ribosomal RNA, partial seque 
Proteobacteria; Alphaproteobacteria; Rhizobia 


219846210 
uence 
a; Alteromonad 


ref 


219846209 
uence 
a; Alteromonad 


ref 


219846116|ref 
equence 4 
plasmatales; S 
219846100|ref 


219846086 |ref 


Entom 
219846081 |ref 
uence 
ia; Alteromona 


rs 


219846078 
quence 

ia; Oceanospir 
219846045 |ref 


ref 


rs 


Enterobacteri 
219846042 |ref 
nce 
les; Methyloba 
219846041 |ref 


gi 


4018632 402012 
Alteromonadaceae; 


4020178 402167 
Alteromonadaceae; 


146134 414764 


64 Marinobacter 


190616 419208 


195136 419657 


NR_025800.1 
ales; 
NR_025799.1 
ales; 
NR_025706.1 


piroplasmata 
NR_025690.1 


e; Marinobac 
NR_025676.1 


oplasma. 
NR_025671.1 


dales; Alter 


NR_025668.1 


illales; Hah 
NR_025635.1 


aceae; Klebs 
NR_025632.1 


cteriaceae; 
NR_025631.1 


Marinobacter 
7 Marinobacter 


Marinobacter 
2 Marinobacter 


Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Marinobacter excellens 


excellens Bacteria; 


ter. 
Entomoplasma luminosum 


49 Entomoplasma luminosum Bacteria; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Methylobacterium 


4239011 4240418 Methylobacterium hispanicum 
Methylobacterium. 


Methylobacterium 


4240469 4241874 Methylobacterium aquaticum 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 


270172 Bacteria_ 


strain U 5/41 16 
Proteobacteria; 


270172 Bacteria_ 
guttiformis strai 
guttiformis Bacte 


Sulfitobacter. 


270172 Bacteria_ 
strain Ekho Lake- 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
270172 Bacteria_ 


moscoviensis str 
moscoviensis Bac 


270172 Bacteria_ 


strain FF3 16S r 
Proteobacteria; 


270172 Bacteria_ 


acetylenicus str 
acetylenicus Bac 
Pelobacter. 


270172 Bacteria_ 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


270172 Bacteria_ 


sulfurreducens s 
sulfurreducens B 
Geobacter. 


270172 Bacteria_ 
actinomycetemcomi 


16S 4245418 4245467 1 50 

S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 36785 36833 3 51 gi 
n Ekho Lake-38 16S ribosomal RNA, part 


ria; Proteobacteria; Alphaproteobacter 


gi 


16S 38188 38236 3 51 gi 


162 16S ribosomal RNA, partial sequenc 


16S 124817 124885 1 68 gi 
ain NSP M-1 16S ribosomal RNA, partial 

teria; Nitrospirae; Nitrospirales; Nitr 
16S 146055 146103 3 Si gi 
ibosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 
16S 199474 199566 5 94 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


a 
t 


16S 259185 259233 3 51 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


16S 
t 
a 


280241 280333 5 94 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


16S 292508 292552 1 45 gi 
tans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; 


270172 Bacteria_ 


hongkongensis st 
hongkongensis Ba 
Loktanella. 


270172 Bacteria_ 


strain A3 16S ri 
Proteobacteria; 


270172 Bacteria_ 


strain HTCC2597 1 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
270172 Bacteria_16S 503295 503343 3 51 gi| 265678716 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Loktanella. 

270172 Bacteria_16S 562826 562870 1 45 gi| 265678677 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidit 
Acidithiobacillus. 

270172 Bacteria_16S 571885 571933 3 51 gi| 265678671 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rho 
Jannaschia. 

270172 Bacteria_16S 848930 848974 1 45 gi| 265678480 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Ente 
Klebsiella. 

270172 Bacteria_16S 928321 928369 3 51 gi| 265678426 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 92790 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
270172 Bacteria_16S 929809 929857 3 51 gi| 265678425 


strain DSS-3 16S 
Proteobacteria; 


270172 Bacteria_ 


litoralis strain 
Bacteria; Proteo 


270172 Bacteria_ 


strain SJ 16S ri 
Proteobacteria; 


270172 Bacteria_ 


DSM 18053 16S ri 
Bacteria; Bacter 


Pasteurellaceae; Aggregatibacter. 

16S 357600 357648 3 51 gi 
ain UST950701-009P 16S ribosomal RNA, 

teria; Proteobacteria; Alphaproteobact 


r 
Cc 


16S 365133 365181 
bosomal RNA, partial 
Alphaproteobacteria; 
16S 378694 378742 


3 

sequence 
Rhodobacterales; R 
3 51 gi 


51 gi 


i 
i 


e 
h 


s 
fo} 


h 


e 
r 


c 
a 


q 
% 


Pp 
e 


h 


219722938 
4244934 42463 


265679039 


265679038 


265678979 


265678965 
145646 14699 


265678930 


265678889 


265678873 


265678865 


265678816 


265678811 
364736 36609 


265678802 


Enterobac 
al sequen 
a; Rhodob 
37787 
odobacter 
equence 
spiraceae 
odobacter 
quence 


ia; Desul 


ial seque 
cteria; R 


uence 


eria; Des 


RNA, part 


artial se 
ria; Rhod 


odobacter 


6S ribosomal RNA, partial sequence 378266 37969 


ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 
16S 934536 934600 5 68 gi 
JS5 16S ribosomal RNA, partial sequenc 
bacteria; Deltaproteobacteria; Bdellovi 
16S 936063 936127 5 68 gi 
bosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; 
16S 1199049 1199113 6 68 gi 
bosomal RNA, partial sequence 
oidetes; Sphingobacteria; 


929371 93083 


h 


e 
b 


265678422 


265678421 
935581 93704 


228715480 
1198618 1200010 Dyadobacter fermentans DSM 18053 
Sphingobacteriales; Flexibacteraceae; Dyadobacter. 


odobacter 


93405 
rionales; 


Bacteriov 


furomonadales; P 
ref 
nce 


hodo. 


NR_029197.1 
258782 
bacterales; 


ref|NR_029179.1 
279814 281221 
ulfuromonadales; 


ref 
ial 


NR_029171.1 
sequence 


ref 
quen 
obac 


NR_029121.1 
ce 357208 
terales; Rho 
ref|NR_029116.1 


acea 
ref 


e; Salipige 
NR_029107.1 


aceae; Oceanicol 
ref|NR_029021.1 

502862 504310 
obacterales; Rho 


ref |NR_028982.1 
562358 563851 
hiobacillales; 


ref|NR_028976.1 
571472 572837 
dobacterales; Rh 


ref |NR_028783.1 
848542 849823 
robacteriales; E 


ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028727.1 
aceae; Ruegeria. 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028723.1 
4 Bacteriovorax 
Ooracaceae; Bacte 


ref |NR_027533.1 


ref|NR_024570.1| Escherichia coli 
83 Escherichia coli Bacteria; 
teriaceae; Escherichia. 
ref|NR_029347.1| Sulfitobacter 
ce 36384 37736 Sulfitobacter 
acterales; Rhodobacteraceae; 
ref|NR_029346.1| Sulfitobacter brevis 
39128 Sulfitobacter brevis Bacteria; 
aceae; Sulfitobacter. 
ref|NR_029287.1| Nitrospira 
124349 125867 Nitrospira 
; Nitrospira. 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029238.1] Pelobacter 
198985 200521 Pelobacter 


elobacteraceae; 


Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


Geobacter 
Geobacter 
Geobacteraceae; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 
Ts 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Loktanella 
Loktanella 
dobacteraceae; 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Jannaschia 
Jannaschia 
odobacteraceae; 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Roseovarius 

arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 
Bacteriovorax marinus 

marinus Bacteria; 

riovorax. 

Dyadobacter fermentans 
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gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 
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Och 149 16S ribos 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
270172 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


270172 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


270172 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


270172 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 
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fryxellensis stra 
fryxellensis Bact 
Loktanella. 


270172 Bacteria_16S 


strain R-8904 16S 
Proteobacteria; A 


270172 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


270172 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


270172 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


270172 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


270172 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 
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strain 177 16S ri 
Proteobacteria; G 


270172 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 
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strain Y223G 16S 


Proteobacteria; G 
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strain SM2-1 16S 


Proteobacteria; G 
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schlegeliana stra 
schlegeliana Bact 


270172 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 
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ABE-1 16S ribosom 
Gammaproteobacter 


270172 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


1336615 1336663 3 51 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


eq 


1351924 1351972 3 
omal RNA, partial sequence 


51 gi 


1362389 1362437 3 51 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1369995 1370043 3 51 gi 


nc 
te 


acteria; Alphaproteobacteria; Rhodobacte 
1444309 1444357 3 53) gi 
rain 5SM22 16S ribosomal RNA, partial 


cteria; Proteobacteria; Alphaproteobac 


se 
te 


1610725 1610773 3 
n EL-88 
ria; Pro 


Si gi 
16S ribosomal RNA, partial seq 
teobacteria; Alphaproteobacter 


ue 
ia 


1612205 1612253 3 
in LMG 2 
eria; Pr 


51 gi 
2007 16S ribosomal RNA, partia 
oteobacteria; Alphaproteobacte 


: 
ri 


1711255 1711303 3 51 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1734075 1734111 3 39 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
2189023 2189067 1 45 gi 


gi 
ho 


ue 
ia 


ammaproteobacteria; Alteromonadales; S 
2202673 2202749 17 90 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2599992 2600036 1 45 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2601546 2601590 1 45 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2603100 2603144 1 45 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2604654 2604698 1 45 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2716571 2716615 1 45 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2733359 2733403 1 45 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2734849 2734893 1 45 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2736339 2736383 1 45 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


eq 
la 


al 
Ea 8 


st 


Past 


gi 
Past 


gi 


ol 


qu 
ri 


eq 
te 


2960577 2960621 1 

al RNA, partial sequence 
ia; Alteromonadales; Colwelliaceae; Co 
3062593 3062641 3 51 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


45 gi 
lw 


s 
er 
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pontiacus ChLG-10 


228721486 


uence 


eobacteria 


228720499 
1351515 1352883 Roseo 
hodobacter 
228719132 


e 1361 
rales; 


228718299 
6S ribosomal RNA, partial sequence 1369567 13709 


rales; 


224581424 


quence 
ria; Rh 


219878469 


nce 
Rhodo 


, 


219878468 


sequenc 
a; 


219878400 
1710844 17122 


dobacte 


219878385 


nce 


les; La 


219857606 
6S ribosomal RNA, partial sequence 2188558 21900 
hewanella 
219857597 


uence 
smatace 


219857268 


sequen 
a; Past 


219857267 
2601060 26025 


eurella 


219857266 
2602614 26041 


eurella 


219857265 
2604168 26056 


eurella 


219857177 
2716108 27 
welli 
219857165 
2732909 27 
hewanel 
219857164 


17 
ac 


34 
la 


ence 


a; Alte 


219857163 


uence 
ria; Al 


219856816 
2960112 2961625 Colwe 


ellia. 


219846880 


equence 
ia; Rho 


3143574 3143622 3 SL gi 
16S ribosomal RNA, partial sequence 


219846826 


Rhodo 


NR_027609.1 
8 
odobacterale 

ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 


' 
ref|NR_027572.1 


9 
R 


hodobacteraceae; 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


R 


fo} 


ref|NR_025608.1 
1610323 161174 


bacterales; Rhodo 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


e 


ref |NR_025539.1 


raceae; Loktanell 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025195.1 


Cc 


ceae; Shewanella. 
ref|NR_025185.1 
2202199 220366 
e; Mycoplasma. 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


a 
Cc 


e 


Mannheimia. 
NR_024897.1 


ceae; 


ref 


Mannheimia. 
NR_024896.1 


ceae; 


ref 


Mannheimia 
NR_024805.1 


ceae; 


ref 


5 
e Colwellia. 


NR_024793.1 


ae; 
ref 
3 
ceae; Shewanella 
ref|NR_024792.1 

2734399 273583 
omonadales; Shew 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


xr 


get 


ref 
llia 


NR_024635.1 
maris Bacte 


ref |NR_026472.1 
3062186 306360 


dobacterales; Rho 


Ss; 


er. 


Loktanella 
8 Loktanella 


a. 


Shewanella 


Mycoplasma 
9 Mycoplasma 


Mannheimia 
9 Mannheimia 
urellaceae; 
Mannheimia 


Mannheimia 


Mannheimia 


Shewanella 


Shewanella 
8 Shewanella 
anellaceae; 

Shewanella 
8 Shewanella 


ria; 


ref|NR_026418.1 


Phaeobacter 
7 Phaeobacter 
Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
Oceanicola. 
Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


obacteraceae; 


Loktanella salsilacus 
58 Loktanella salsilacus Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 


fidelis 


57 Shewanella fidelis Bacteria; 


Mannheimia. 
ruminalis 


63 Mannheimia ruminalis Bacteria; 


varigena 


17 Mannheimia varigena Bacteria; 


glucosida 


71 Mannheimia glucosida Bacteria; 


Colwellia piezophila 
81 Colwellia piezophila Bacteria; 


sairae 


48 Shewanella sairae Bacteria; 


Shewanella. 


ewanellaceae; 


Colwellia maris strain 
Proteobacteria; 


Sulfitobacter 
0 Sulfitobacter 


dobacteraceae; 


Sulfitobacter 


3143169 3144565 Sulfitobacter pontiacus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 


270172 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


270172 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
270172 Bacteria_16S 
strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 32296 


Firmicutes; Clost 


270172 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


270172 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


270172 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


270172 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


270172 Bacteria_16S 


strain E-37 16S r 
Proteobacteria; A 


270172 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


strain DSS12 16S 


Proteobacteria; G 
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rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


270172 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


270172 Bacteria_16S 


strain SW-117 16S 
Proteobacteria; G 


3161901 3161949 3 51 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


3163362 3163410 3 51 gi 
172 16S ribosomal RNA, partial sequenc 
3228657 3228713 11 66 gi 
ridia; Clostridiales; Clostridiales Fa 
3428758 3428802 1 45 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3657890 3657934 1 45 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3659447 3659491 1 45 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3682277 3682325 3 51 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3716808 3716856 3 51 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3791545 3791605 9 68 gi 
bosomal RNA, partial sequence 


3950773 3950817 1 45 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
3974598 3974694 1 94 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
4028225 4028269 1 45 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
4029774 4029818 1 45 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 


gi 


s 


gi 


Ss 
gi 
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delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


270172 Bacteria_16S 


strain KMM 3554 1 
Proteobacteria; A 


270172 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


270172 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


270172 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 
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aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 
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amnigena strain A 
Bacteria; Proteob 
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aurantiaca strain 
Bacteria; Proteob 


4166582 4166630 3 51 gi 
KMM 3584 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 
4168064 4168112 3 51 gi 
lphaproteobacteria; Rhodobacterales; R 
4178848 4178892 1 45 gi 


ammaproteobacteria; Alteromonadales; S 
4231884 4231932 3 51 gi 
ns strain MB2 16S ribosomal RNA, parti 
ns Bacteria; Proteobacteria; Alphaprot 


56532 56579 3 50 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
95756 95811 5 59 gi 
n Aspo2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


121857 121912 5 59 gi 
SRB1 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Syntroph 
191842 191889 3 50 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
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205723 205782 1 59 gi 


3716418 37177 


3791066 37925 
icutes; Acholeplasmatales; Acholeplasmat 
270172 Bacteria_16S 
3950287 39517 


4027757 40292 


4029306 40308 


6S ribosomal RNA, partial sequence 4167649 41690 


6S ribosomal RNA, partial sequence 4178357 41798 


219846814 
equence 
ria; Rhodo 


219846813 
e 31629 
hodobacter 
219846768 


mily XI. I 
219846625 
34282 
hewanellac 
219846466 
sequence 
ria; Alter 
219846465 
quence 
eria; Alte 
219846449 
36818 
terales; R 
219846425 


hodobacter 
219846369 


aceae; A 
219846258 


hewanellac 
219846242 
sequence 
a; Rhizobi 


219846204 


hewanellac 
219846203 


hewanellac 
219846102 
quence 

; Rhodobac 


v 


219846101 


hodobacter 
219846094 


hewanellac 
219846047 
al sequenc 


265679026 
nce 56079 
ales; Chro 
265678999 
uence 

ia; Desulf 


265678981 
ce 12137 
obacterale 
265678935 
ence 19135 
occales; M 
265678926 


eobacteria; 


NR_026406.1 
161511 316291 
bacterales; Rhod 


ref 


w 


ref|NR_026405.1 
61 3164378 Roseov 
aceae; Roseovari 
ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; 
ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026058.1 
3657404 365891 
omonadales; She 
ref|NR_026057.1 
3658961 366046 
romonadales; She 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026016.1 
aceae; Sagittula 
ref |NR_025960.1 
55 Acholeplasma 
choleplasma. 
ref|NR_025848.1 


eae; Shewanella 
ref |NR_025832.1 

3974188 397555 
ales; Rhizobiace 


v 


ref|NR_025794.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


Shewanella. 
NR_025692.1 
166170 416759 
terales; Rhodoba 


eae; 
ref 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref |NR_025684.1 


eae; Shewanella. 
ref|NR_025637.1 
e 4231451 423288 
; Rhodobacterale 
ref|NR_029334.1 

57529 Thiocy 
matiaceae; Thioc 
ref|NR_029307.1 

95265 96764 
ovibrionales; De 
ref|NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref |NR_029243.1 
7 192822 Methyl 
ethylococcaceae; 
ref 


NR_029234.1 


equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 


wanellaceae; 


Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Shewanella benthica 
ella benthica Bacteria; 


Shewanella 
0 Shewanella 
Shewanella. 
Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Agrobacterium 
6 Agrobacterium 
ae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Thiocystis gelatinosa 
stis gelatinosa 
ystis. 

Desulfovibrio 

Desulfovibrio 
sulfovibrionaceae; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Methylomonas 

omonas aurantiaca 
Methylomonas. 


205252 206750 


Taylorella 
Taylorella 
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strain PUPA-2 16S 
Tenericutes; Moll 
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daecheongense str 
daecheongense Bac 
Chryseobacterium. 
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hassiacum strain 
Bacteria; Proteob 
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defluvii strain B 
Bacteria; Bactero 
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catecholicum stra 
catecholicum Bact 
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strain ThSch 12 1 
Proteobacteria; G 
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biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 
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strain RE35F/1 16 
Proteobacteria; A 
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strain DSM 2588 1 
Bacteroidetes; Sp 
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strain BARC318 16 
Tenericutes; Moll 


270172 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 
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tardaugens strain 
Bacteria; Proteob 
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strain DAPP-PG 22 
Proteobacteria; A 


270172 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 
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wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 
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thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


270172 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


270172 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 


strain Esulfidel 


Proteobacteria; G 
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AT1047 16S riboso 
Flavobacteria; Fl 
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strain AT1013 16S 
Bacteroidetes; Fl 
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strain ELCA-2 16S 
Tenericutes; Moll 


440440 440503 6 68 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
565857 565920 6 68 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 


gi 


592838 592933 1 93 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
621689 621752 6 68 gi 
2 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
688393 688484 5 93 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
703440 703487 3 50 gi 


ammaproteobacteria; Chromatiales; Chro 
720043 720138 1 93 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


908126 908221 1 93 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
940654 940717 6 68 gi 


gi 


hingobacteria; Sphingobacteriales; Chi 
982109 982172 6 68 gi 
S ribosomal RNA, 
icutes; Entomoplasmatales; 
1061632 1061695 6 68 gi 
758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1073546 1073641 1 93 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1077938 1078033 1 93 gi 
4 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1083913 1084008 1 93 gi 
ia; Sphingomonadales; Sphingomonadacea 
1126376 11264315 59 gi 
16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Syntroph 


1144588 1144647 1 59 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1206663 1206706 6 49 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1215634 1215683 1 50 gi 


ammaproteobacteria; Oceanospirillales; 
1272969 1273032 6 68 gi 
mal RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
1274391 1274454 6 68 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1278779 1278842 6 68 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


Sej 
gi 


Flavoba 
gi 


Entomoplasm 


270172 Bacteria_16S 


1347398 1347453 5 59 gi 


265678761 


439970 44147 
Entomoplasmataceae; M 


265678675 
sequence 
lavobacter 


265678657 
ce 59240 


Sphingomonadales; 


265678637 
62122 
s; Flavoba 
265678590 
equence 
ria; Desul 
265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678568 
1 sequence 
eria; Caul 


265678439 


907717 90916 


Erythrobac 
265678418 


6S ribosomal RNA, partial sequence 940206 94166 


tinophagac 
265678389 


complete sequence 981620 98314 
Entomoplasmataceae; 


E 
265678336 
ce 10611 
iales; Chi 
265678328 
ence 10731 


Sphingomonadales; 


265678324 
10775 
Sphingomon 

265678320 


e; Sphingo 
253680772 

11259 
obacterale 


253680760 
quence 
teria; Pse 
228715354 
12061 
richales; 
224581404 


Halomonad 
219846220 


1272544 1273908 Sejon 


ongia. 
219846219 


1273959 12753 


cteriaceae 
219846093 


1278319 12798 


ataceae; M 
228720860 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; 


Syntrophobacterac 


eae; Syntrophobacter. 


ref|NR_029066.1 
esoplasma. 
ref|NR_028980.1 

565378 566823 
iales; Flavobact 


ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028872.1 
719632 721036 
obacterales; Cau 


ref |NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinophag 
ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref|NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


ref|NR_028008.1 
144133 114556 


udomonadales; Ps 


RR 


ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_027185.1 


acea 
ref 
gia 


e; Halomonas 
NR_025810.1 
jeonii Bacte 


ref|NR_025809.1 


; Se 
ref 


jongia. 
NR_025683.1 


esoplasma. 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Chryseobacterium 
obacterium defluvii 
seobacterium. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Lamprocystis purpurea 


purpurea Bacteria; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Entomoplasma freundtii 


freundtii Bacteria; 


Chitinophaga 
ophaga japonensis 
hitinophaga. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingobium amiense 
acteria; Proteobacteria; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Catenibacterium 

bacterium mitsuokai DSM 

eae; Catenibacterium. 
Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


Syntrophobacter 
7 Syntrophobacter 
les; 


270172 Bacteria_16S 


strain S-3 16S ri 
Proteobacteria; A 


270172 Bacteria_16S 


joostei strain LM 
joostei Bacteria; 


270172 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


270172 Bacteria_16S 


strain ATCC 15260 
Proteobacteria; A 


270172 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; G 


270172 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


270172 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain SW-46 16S 
Proteobacteria; A 


270172 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


270172 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


270172 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


270172 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


270172 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


270172 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


270172 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
270172 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


270172 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


270172 Bacteria_16S 


caldilitoris stra 
caldilitoris Bact 


270172 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


270172 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 


caldus strain KU 


Proteobacteria; G 


270172 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


270172 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


270172 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; Sp 


1413502 1413597 1 93 
bosomal RNA, partial sequence 

lphaproteobacteria; Sphingomonadales; 

1919545 1919608 6 68 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1921053 1921116 6 68 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


gi 


2015784 2015879 1 93 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2029227 2029274 3 50 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
2061498 2061545 3 50 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2102725 21027805 59 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2117851 2117946 1 93 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2163123 21631785 59 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2287908 2287971 6 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
2349735 2349830 1 93 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2355882 2355937 5 59 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 

2424525 2424584 1 59 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2439472 24395311 59 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


68 gi 


2460657 2460752 1 93 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2524153 2524244 5 93 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2613966 26140215 59 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2689661 2689696 12 47 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
2781149 2781196 3 50 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2997243 2997302 1 59 gi 


gi 


ammaproteobacteria; Acidithiobacillale 
3018419 3018458 11 50 gi 
mal RNA, partial sequence 
ci; Thermales; Thermaceae; Thermus. 
3042800 3042855 5 59 

ibosomal RNA, partial sequence 

eltaproteobacteria; Desulfovibrionales 
3218101 3218164 6 68 gi 
ribosomal RNA, partial sequence 
hingobacteria; 


gi 


2028754 20 


224581449 


1413085 14145 


Sphingomon 
219878248 
uence 

cteriales; 
219878247 
1 sequence 
avobacteri 


219878185 
20153 
Sphingomon 
219878176 
301 
matiaceae; 
219878149 
1 sequence 
teria; Chr 
219878118 
e 21022 
ib 
219857656 


2117441 21188 


Erythrobac 
219857626 
equence 
teria; Des 


219857540 


2287434 22889 


ataceae; M 
219857494 
ence 23493 
les; Hypho 
219857490 
1 sequence 
obacteria; 


219857442 
24240 
ales; Halo 
219857428 
sequence 
eria; Meth 


219857409 


2460248 24616 


Sphingomon 
219857361 


2523668 25251 


Desulfobu 
219857256 


2613469 26150 


; Desulfov 
219857196 
quence 

ceae; Hydr 
219857129 


2780730 27821 


otrichacea 
219846925 


s; Acidith 
219846911 


3017969 3019430 Thermus o 


219846894 


3042319 30437 


; Desulfov 
219846775 


rionales; 


ref|NR_027233.1| Sphingobium cloacae 
01 Sphingobium cloacae Bacteria; 
adaceae; Sphingobium. 
ref|NR_025387.1| Chryseobacterium 
1919085 1920553 Chryseobacterium 
Flavobacteriaceae; Chryseobacterium. 
ref |NR_025386.1| Chryseobacterium 
1920604 1922061 Chryseobacterium 
ales; Flavobacteriaceae; 


’ 


Caulobacter leidyia 
acter leidyia Bacteria; 


ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref |NR_025315.1| Chromatium okenii 
44 Chromatium okenii Bacteria; 
Chromatium. 
ref |NR_025288.1| Lamprocystis 

2061023 2062415 Lamprocystis 
omatiales; Chromatiaceae; Lamprocystis. 
ref|NR_025257.1| Desulfonauticus 
11 2103776 Desulfonauticus submarinus 
; Desulfohalobiaceae; Desulfonauticus. 
ref|NR_025245.1]| Erythrobacter flavus 
82 Erythrobacter flavus Bacteria; 
teraceae; Erythrobacter. 
ref|NR_025215.1| Desulfovibrio 
162629 2164163 Desulfovibrio 


ulfovibrionales; Desulfovibrionaceae; 


ND 


ref|NR_025128.1| Mesoplasma florum 
33 Mesoplasma florum Ll Bacteria; 
esoplasma. 
ref |NR_025082.1| Hyphomicrobium 
35 2350745 Hyphomicrobium sulfonivorans 
microbiaceae; Hyphomicrobium. 
ref|NR_025078.1| Desulfovibrio 
2355381 2356917 Desulfovibrio 
Desulfovibrionales; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


Sphingomonas aquatilis 
89 Sphingomonas aquatilis Bacteria; 
adaceae; Sphingomonas. 
ref|NR_024949.1| Desulfotalea arctica 
53 Desulfotalea arctica Bacteria; 
lbaceae; Desulfotalea. 
ref|NR_024887.1| Desulfovibrio senezii 
09 Desulfovibrio senezii Bacteria; 
ibrionaceae; Desulfovibrio. 
ref|NR_024824.1| Hydrogenivirga 

2689164 2690655 Hydrogenivirga 
ogenivirga. 
ref|NR_024757.1| Thiothrix flexilis 
46 Thiothrix flexilis Bacteria; 
e; Thiothrix. 
ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026503.1| Thermus oshimai strain 
shimai Bacteria; Deinococcus- 


ref |NR_024997.1 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Thermonema rossianum 


ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026367.1 


3217640 3219104 Thermonema rossianum Bacteria; 
Sphingobacteriales; Flammeovirgaceae; Thermonema. 


270172 Bacteria_ 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


270172 Bacteria_ 


strain BN6 16S ri 
Proteobacteria; Alphaproteobacteria; 


270172 Bacteria_ 


acidigallici stra 
acidigallici Bact 


Pelobacter. 


270172 Bacteria_16S 
strain JB13 16S r 
G 
270172 Bacteria_16S 
szegediense strai 
Proteob 
270172 Bacteria_16S 


Proteobacteria; 
Bacteria; 
strain VKM-14L 16 


Proteobacteria; 


Proteobacteria; 


anatipestifer Bac 


270172 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
270172 Bacteria_16S 


norvegica strain 
Bacteria; 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
270172 Bacteria_16S 
seohaensis strain 
seohaensis Bacter 


Erythrobacter. 


270172 Bacteria_16S 
donghaensis strai 
donghaensis Bacte 


Porphyrobacter. 


270172 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


270172 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


270172 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


270172 Bacteria_16S 


G 
270172 Bacteria_16S 
strain LK6 16S ri 
G 
270172 Bacteria_16S 
strain GIH 16S ri 
Tenericutes; Moll 
270172 Bacteria_16S 
strain VIS 16S ri 
Tenericutes; Moll 
270172 Bacteria_16S 
anatipestifer str 


Proteob 
Thermodesulforhab 
270172 Bacteria_16S 


16S 3243920 3243975 5 59 gi 
train Z-7935 16S ribosomal RNA, partia 


acteria; Proteobacteria; Deltaproteoba 
rio. 
16S 3311965 3312060 1 93 gi 


bosomal RNA, partial sequence 
Sphingomonadales; 
16S 3520865 3520956 5 93 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


3586482 3586529 3 50 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3648690 3648749 1 59 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650229 3650288 1 59 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3651770 3651829 1 59 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3686821 3686884 6 68 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688338 3688401 6 68 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3703395 3703458 6 68 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
3774919 3774982 6 68 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3776510 3776565 5 59 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 


gi 


3995054 3995149 1 93 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3996545 3996640 1 93 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


3998039 3998134 1 93 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


4035916 4036011 1 93 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
4079718 4079781 6 68 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4118875 4118938 6 

bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
4135659 4135722 6 68 gi 
rain MQ-4 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Entom 
4137224 4137287 6 68 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4138789 4138852 6 

in EA-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 


Spiroplasma 
68 gi 


Spiroplasma 
68 gi 


4079234 40 


4118405 41 


4136739 41 


219846758 
1 
cteria; 


219846712 


3311548 33129 
hingomon 


Sp 
219846562 
sequence 
ria; 


219846518 


3585997 35874 
hylococec 


et. 
219846472 
nce 
oc 
219846471 


3649747 36512 
hylococec 


et. 
219846470 


3651286 36527 
hylococe 


et 
219846446 


3686364 36878 


219846445 


3687881 36893 


219846434 
ia 
la 
219846380 
uence 

smataceae; 
219846379 
nce 37759 
ob 


219846228 


3994645 39960 
ythrobac 


Er 
219846227 
uence 

a; 


219846226 
quence 
ia: 


’ 


219846199 
ence 40355 
onadales; 

219846166 
807 
taceae; 
219846138 
199 
ataceae; 
219846123 
equence 
oplasmatal 
219846122 
382 
taceae; 
219846121 
uence 

lasmata 
219846120 


4140356 4140419 6 68 gi 


sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 


sabaudiense Bacte 


ria; Tenericutes; Mollicutes; Entomopl 


asmatales; 


sequence 
De 


Desul 


36482 
cales; Methy 


1 sequen 
vobacter 


acterale 


Sphingo 


Sphing 


Sp 


M 


Sp 


les; 


ref|NR_026350.1 
3243444 324494 
sulfovibrionales 
ref |NR_026304.1 
adaceae; Sphingo 
ref|NR_026154.1 
3520389 352188 
furomonadales; P 


ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026064.1 
06 3649696 Methyl 
lococcaceae; 
ref |NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026037.1 


ref|NR_026036.1 


ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
NR_025817.1 
3996136 399757 
monadales; Eryth 


ref|NR_025816.1 
3997630 399906 
omonadales; Eryt 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025756.1 


lasma. 
NR_025728.1 


irop 
ref 


lasma. 
NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


esop 
ref 
4 
es; 
ref 


lasma. 
ref|NR_025711.1 

4138305 413982 
; Spiroplasmatac 
ref|NR_025710.1 


irop 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Pelobacter 

2 Pelobacter 

elobacteraceae; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 

Methylocaldum 
ocaldum szegediense 
Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Mycoplasma 
7 Mycoplasma 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 


4139871 414138 
Spiroplasmatace 


Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 


270172 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


strain TN- 


Tenericutes; Moll 


leptinotarsae str 
leptinotarsae Bac 


strain M55 16S ri 
Tenericutes; Moll 


strain TABS-2 16S 
Tenericutes; Moll 


strain 23- 


Tenericutes; Moll 


strain CUAS-1 16S 
Tenericutes; Moll 


strain AES-1 16S 
Tenericutes; Moll 


strain EC- 


Tenericutes; Moll 


chrysopicola stra 
chrysopicola Bact 


strain CCH 16S ri 
Tenericutes; Moll 


alleghenense stra 
alleghenense Bact 


strain BARC 857 1 
Tenericutes; Moll 


grammopterae stra 
grammopterae Bact 


strain CHPA-2 16S 
Tenericutes; Moll 


elongatus 
Bacteria; 


4141921 4141984 6 68 gi|219846119|ref|NR_025709.1 
ribosomal RNA, partial sequence 4141437 41429 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
270172 Bacteria_16S 4143486 4143549 6 68 gi|219846118|ref|NR_025708.1 
1 16S ribosomal RNA, partial sequence 4143001 41445 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
270172 Bacteria_16S 4145052 4145115 6 68 gi|219846117|ref|NR_025707.1 
ain LD-1B 16S ribosomal RNA, partial sequence 4144567 414608 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 
270172 Bacteria_16S 4148183 4148246 6 68 gi|219846115|ref|NR_025705.1 
bosomal RNA, partial sequence 4147699 41492 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
270172 Bacteria_16S 4149749 4149812 6 68 gi|219846114|ref|NR_025704.1 
ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
270172 Bacteria_16S 4151304 4151367 6 68 gi| 219846113 |ref|NR_025703.1 
6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma f 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
270172 Bacteria_16S 4152732 4152795 6 68 gi|219846112|ref|NR_025702.1 
ribosomal RNA, partial sequence 4152247 41537 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
270172 Bacteria_16S 4154298 4154361 6 68 gi|219846111|ref|NR_025701.1 
ribosomal RNA, partial sequence 4153813 41553 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
270172 Bacteria_16S 4155863 4155926 6 68 gi|219846110|ref|NR_025700.1 
1 16S ribosomal RNA, partial sequence 4155378 41568 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
270172 Bacteria_16S 4157428 4157491 6 68 gi|219846109|ref|NR_025699.1 
in DF-1 16S ribosomal RNA, partial sequence 4156944 415845 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
270172 Bacteria_16S 4158995 4159058 6 68 gi|219846108|ref|NR_025698.1 
bosomal RNA, partial sequence 4158509 41600 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
270172 Bacteria_16S 4160560 4160623 6 68 gi|219846107|ref|NR_025697.1 
in PLHS-1 16S ribosomal RNA, partial sequence 4160075 416159 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
270172 Bacteria_16S 4163590 4163653 6 68 gi|219846105|ref|NR_025695.1 
6S ribosomal RNA, partial sequence 4163118 41646 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
270172 Bacteria_16S 4174271 4174334 6 68 gi| 219846097 |ref|NR_025687.1 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 417528 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmata 
270172 Bacteria_16S 4180424 4180487 6 68 gi|219846092|ref|NR_025682.1 
ribosomal RNA, partial sequence 4179947 41814 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
270172 Bacteria_16S 98807 98869 5 66 gi| 265678997 |ref|NR_029305.1 
strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulf 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbacea 
110975 111065 6 93 gi| 265678988 |ref|NR_029296.1 


270172 Bacteria_16S 


strain BR 


Spirochaetes; 
270172 Bacteria_16S 


16S rib 
Spi 


modestum strain G 
modestum Bacteria 


270172 Bacteria_16S 


rhabdoformis stra 


Bacteria; 


270172 Bacteria_16S 


Proteob 


strain GraTa 2 16 


Fusobacteria; 
270172 Bacteria_16S 


Fus 


strain VPB 4027 1 


Fusobacteria; 
270172 Bacteria_16S 


Fus 


subsp. pomaceae s 
subsp. pomaceae B 


Zymomonas. 


270172 Bacteria_16S 


osomal RNA, partial sequence 
rochaetales; 
231621 231667 1 47 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
284855 284917 5 66 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
626238 626284 1 47 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
633854 633900 1 47 gi 


ra 


, 


obacteriales; Fusobacteriaceae; Fusoba 
833875 833941 1 66 gi 
train Barker I 16S ribosomal RNA, part 


acteria; Proteobacteria; Alphaproteoba 


835377 835443 1 66 gi 


110499 11199 
Spirochaetaceae; Treponema. 


265678908 
sequence 

acteriacea 
265678870 
ence 28438 
acterales; 
265678634 


625776 62729 


cter. 
265678628 


6S ribosomal RNA, partial sequence 633402 63487 


cterium. 

265678490 
ial sequen 
cteria; Sp 


265678489 


ref 


e; P. 
ref 


Des 
ref 


ref 


ref 


hing 


231154 23266 


4 285824 Desul 


3 Fusobacterium 


ce 833445 83489 


NR_029216.1 
8 
ropionigeniu 
NR_029176.1 
£ 
ulfobulbacea 
NR_028939.1 


NR_028933.1 


NR_028793.1 
6 
omonadales; 


ref 


subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonadaceae; 


Zymomonas. 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 

3 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma helicoides 


helicoides Bacteria; 


Spiroplasma floricola 


loricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Propionigenium 

Propionigenium 

m. 

Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


NR_028792.1 
834947 
Sphingomona 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


270172 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


270172 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


270172 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


270172 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


270172 Bacteria_16S 


1279 16S ribosoma 


Deinococcus-Thermus; 
270172 Bacteria_16S 


DSM 9946 16S ribo 


lecithinolyticum 
lecithinolyticum 


270172 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


270172 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


270172 Bacteria_16S 


868785 868831 1 47 gi 
"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
906637 906699 5 66 gi 


ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


976139 976205 1 66 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1156616 1156662 1 47 gi 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1158106 1158164 11 68 gi 
1 RNA, partial sequence 
Deinococci; Thermales; 
1162685 1162743 11 


gi 


Thermaceae; 
68 gi 


Deinococci; Thermales; Thermaceae; 

1263833 1263923 6 93 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1268459 12685215 66 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


1309000 1309050 1 51 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 
1310473 1310523 1 


51 gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


270172 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


270172 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


270172 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


270172 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


270172 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


270172 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


270172 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


270172 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


270172 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


270172 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


270172 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


270172 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


aphilum Bacteria; Proteobacteria; Alph 


1357917 1357963 1 47 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1436615 1436673 11 68 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1454897 1454947 1 50 gi 
n MBIC1298 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
1564872 1564918 1 47 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1566405 1566451 1 47 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1567940 1567986 1 47 

ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1720448 1720494 1 47 


Leptot 
gi 


Leptot 
gi 


obacteriales; Fusobacteriaceae; Cetoba 
1782625 17826711 47 gi 
16S ribosomal RNA, partial sequence 
teria; Fusobacteriales; Fusobacteriace 
1831360 1831406 1 47 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1978825 1978887 5 66 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2142019 2142085 1 66 gi 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 
2160080 2160129 1 51 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


270172 Bacteria_16S 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 


265678466 
ial sequence 868327 86978 
obacteriac 
265678440 
al sequenc 
eria; 


265678393 
975693 97713 


228720981 
somal RNA, partial sequence 1162257 1163688 Meiothermus silvanus 
Deinococcus-Thermus; 


270172 Bacteria_16S 219846655 


219846421 
equence 
teria; 


228721488 
rtial sequ 
roteobacte 


228721487 
aproteobac 


228720055 
tial sequence 
acteriales; 
224581430 


hermaceae; 
224581417 
sequence 
ia; Aeromonada 
219846059 
ue 
er 
219846058 
1565947 15674 
ri 
219846057 
1567482 15689 
richia. 
219878394 
16S ribosomal RNA, partial sequence 1719990 17214 
cterium. 
219878348 


ae; 
219878315 
1830898 18324 
cter. 

219878209 


ac 
219857640 

uence 

lavobacter 
219857628 

quence 

bagi 


2255819 2255881 5 66 gi 


219857562 


ref |NR_028769.1 
7 
eae; Leptotrichi 
ref |NR_028742.1 
e 906169 907666 
Desulfobacterales; D 


ref|NR_028695.1 
Lewinella. 
ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_027614.1 


11561 


Meiothermus. 
ref|NR_027600.1 
Meiothermus. 
ref |NR_026247.1 
sequence 1263357 126483 
Spirochaetaceae; Trepone: 
ref|NR_026012.1 

1267974 126947 
Desulfuromonadales; 
ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


partial s 


ref|NR_027588.1 
135754 
Fusobacteriace 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027198.1 
1454432 145591 
les; Aeromon 
ref|NR_025649.1 
1564412 156589 
Fusobacteriaceae; 
ref|NR_025648.1 
31 Leptotrichia 


14361 


nce 
iales; 


chia. 
ref|NR_025647.1 
67 Leptotrichia 


ref |NR_025533.1 
59 Cetobacterium 


ref|NR_025487.1 
75 1783536 Sneath 
ia. 
ref 


17821 
Sneath 
NR_025454.1 


ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025229.1 

2141553 214301 
iales; Flavobact 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


19783 
terales; 


ND 


a; Rhodo 


ref|NR_025150.1 
2255320 225677 


Leptotrichia 
Leptotrichia 
a. 
Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 
rospiraceae; 
228721492 
nce 
bacteriace 
228721491 
1157686 1159115 Meiothermus ruber DSM 


Streptobacillus 
obacillus moniliformis 
lus. 

Meiothermus ruber DSM 

1279 Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Treponema 
5 Treponema 
ma. 
Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Oceanithermus 
thermus profundus 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Cetobacterium somerae 
somerae Bacteria; 


Sneathia sanguinegens 
ia sanguinegens 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Swaminathania 
2 Swaminathania 
tobacteraceae; 


Desulfobulbus 
6 Desulfobulbus 


mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfobulbus. 
270172 Bacteria_16S 
strain A3.12 16S 


2533257 2533323 1 


66 


ribosomal RNA, partial sequence 


gi|219857355 
2532800 25342 


ref 


56 Peredibacter 


NR_024943.1 


Peredibacter starrii 


starrii Bacteria; 


Proteobacteria; D 


eltaproteobacteria; Bdellovibrionales; 


Bacteriovorac 


aceae; 


270172 Bacteria_16S 


2560136 2560177 26 


66 


gi|219857337 


ref 


NR_024925.1 


Peredibacter. 


Aminobacterium mobile 


strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

270172 Bacteria_16S 2703173 2703231 11 68 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

270172 Bacteria_16S 2713513 2713623 6 Lt gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

270172 Bacteria_16S 2730343 2730453 6 112 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 


Proteobacteria; 
270172 Bacteria_16S 


amylolyticum strain MBIC4355 16S ribosomal RNA, partial 
Flavobacteria; 


amylolyticum Bacteria; 
270172 Bacteria_16S 

mesophilum strain 
mesophilum Bacteria; 
270172 Bacteria_16S 
multivorum strain 


Acidiphilium. 
270172 Bacteria_16S 


denitrificans strain DSM 1869 16S ribosomal RNA, partia 
denitrificans Bacteria; 


Hyphomicrobium. 
270172 Bacteria_16S 


methylovorum strain DSM 


methylovorum Bacteria; 
Hyphomicrobium. 
270172 Bacteria_16S 
strain GY-1 16S r 
Deinococcus-Thermus; 
270172 Bacteria_16S 
thiophila strain 
Bacteria; 
270172 Bacteria_16S 


australicum strain IFAM ST1306 16S ribosomal RNA, parti 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; 


270172 Bacteria_16S 


ibosoma 
Deinococci; 


2811241 2811307 1 


Bacteroidetes; 
2812735 2812801 1 


2936472 2936522 1 


AIU 301 16S ribosomal RNA, 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


3124152 3124202 1 


3125641 3125691 1 


3138997 3139055 11 


3160463 31605255 


3263351 3263417 1 


3389661 3389719 11 


66 


66 


Flavobacteria; 


51 


51 


Proteobacteria; Alphaproteobacteria; 


51 


5458 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteri 


68 


1 RNA, partial sequence 
Thermales; 


NZ27 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


complete s 


Thermaceae; 


Deltaproteobacteria; Myxococcales; Nannocystineae; 


219857109 
sequence 


gi 


Fl 
gi 


219857108 


MBIC1140 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Flavobacterial 
gi| 219856832 

equence 

Rhodosp 


219846839 
1 sequence 
Rhiz 


gi 


219846838 
sequence 
a; Rhizo 


gi 


gi| 219846829 
3138565 31400 


chliarophilus strain ATCC 700543 16S ribosomal RNA, partial seque 


chliarophilus Bacteria; 


270172 Bacteria_16S 
strain DSM 9537 1 
Fusobacteria; 
270172 Bacteria_16S 
strain NCFB 3026 
Fusobacteria; 
270172 Bacteria_16S 
strain USDA 1844 


270172 Bacteria_16S 


psychrotropica strain ACAM 179 16S ribosomal RNA, parti 
psychrotropica Bacteria; 


270172 Bacteria_16S 
halophilus strain 


Halothiobacillus. 
270172 Bacteria_16S 
strain S51-wW 16S 
Proteobacteria; 

270172 Bacteria_16S 


Fusobacteriales; 


3391151 3391197 1 


3499630 3499676 1 


3645651 3645748 1 


3662508 3662552 1 


Proteobacteria; 
3718331 3718385 6 


3796068 3796112 1 


3815891 3815945 6 


Deinococcus-Thermus; 


Na 


ref 


ref 


es; 
ref 


iril 


ref 


Ww 


obia 
ref 

3 
bial 


ref 


2810779 28122 
avobacteriales 


2812273 28137 


2936039 29374 


123738 312518 


125234 312665 


nnocystaceae 
NR_024737.1 
2 
; Flavobacte 
NR_024736.1 
1; 
Flavobacteri 
NR_024651.1 
8 


lales; Aceto 


NR_026431.1 
les; Hyphomi 
NR_026430.1 
es; Hyphomic 


NR_026421.1 


; Plesiocystis. 
Tenacibaculum 

2 Tenacibaculum 

riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Acidiphilium 

9 Acidiphilium 

bacteraceae; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 


robiaceae; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
Meiothermus. 


66 gi|219846815|ref|NR_026407.1| Desulfuromonas 
3159980 3161460 Desulfuromonas thiophila 

; Desulfuromonadaceae; Desulfuromonas. 

66 gi|219846745|ref|NR_026337.1| Pedomicrobium 
al sequence 3262929 3264382 Pedomicrobium 
Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 

68 gi|219846652|ref|NR_026244.1| Meiothermus 

nce 3389244 3390664 Meiothermus 
Deinococci; Thermales; Thermaceae; Meiothermus. 
47 gi|219846651|ref|NR_026243.1| Propionigenium maris 


47 


93 


45 


DSM 6132 16S ribosomal RNA, partial s 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


6S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; Fusobacteriaceae; Propionigenium. 


16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriaceae; 


40 Propionigenium maris Bacteria; 


gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
73 Cetobacterium ceti Bacteria; 
Cetobacterium. 
gi|219846474|ref|NR_026066.1| Rhizobium mongolense 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


64 Rhizobium mongolense Bacteria; 


Rhizobium/Agrobacterium group; Rhizobium. 
gi|219846463|ref|NR_026055.1| Colwellia 
al sequence 3662041 3663526 Colwellia 


Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
59 gi|219846424|ref|NR_026015.1| Halothiobacillus 
equence 3717841 3719344 Halothiobacillus 
Chromatiales; Halothiobacillaceae; 
45 gi|219846366|ref|NR_025957.1| Colwellia rossensis 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliace 


59 


3795600 37970 


gi|219846352 


hydrothermalis strain R3 16S ribosomal RNA, partial sequence 


hydrothermalis Bacteria; 


Halothiobacillus. 
270172 Bacteria_16S 


Proteobacteria; 


3941937 3941987 1 


Gammaproteobacteria; 


51 


strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


Chr 


gi|219846264 


ae; 
ref 


omat 


3815400 38169 


Colwellia. 
NR_025943.1 
0 


iales; Halot 


ref 


66 Colwellia rossensis Bacteria; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


NR_025854.1 


Acidiphilium rubrum 


3941522 3942934 Acidiphilium rubrum Bacteria; 


270172 Bacteria_16S 3943398 3943448 1 51 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

270172 Bacteria_16S 3946318 3946368 1 Si gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium cryptum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

270172 Bacteria_16S 3947783 3947833 1 51 gi|219846260|ref|NR_025850.1| Acidiphilium angustum 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium angustum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

270172 Bacteria_16S 10814 10859 5 50 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

270172 Bacteria_16S 50383 50428 5 50 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
270172 Bacteria_16S 59548 59597 1 50 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

270172 Bacteria_16S 61096 61145 i 50 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

270172 Bacteria_16S 67103 67152 1 50 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

270172 Bacteria_16S 78981 79030 1 50 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

270172 Bacteria_16S 130854 130951 1 95 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

270172 Bacteria_16S 132447 132508 6 66 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

270172 Bacteria_16S 202562 202599 12 49 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

270172 Bacteria_16S 356168 356265 1 95 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

270172 Bacteria_16S 362203 362248 5 50 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 


strain B7-43 16S 


Proteobacteria; D 


270172 Bacteria_16S 


strain TF-27 16S 
Proteobacteria; G 


270172 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


270172 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


270172 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


270172 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


270172 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


270172 Bacteria_16S 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
434258 434307 1 50 gi 
ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
582353 582414 6 66 gi 
ibosomal RNA, partial sequence 


s 


594408 594445 12 49 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
638442 638491 1 50 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
699049 699096 3 50 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
736865 736926 6 66 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
787924 787973 1 50 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
858023 858068 5 50 gi 
Lupl 16S ribosomal RNA, partial sequen 


gi 


gi 


gi 


acteria; Deltaproteobacteria; Desulfovibrionales; 
ref 


867213 867262 1 50 gi 


361716 36321 


736380 73789 
Entomoplasmataceae; 


787469 78896 


E 
265678520 


ciricketts 
265678473 
ce 85752 


265678467 


3 Desulfovibrio 


7 Entomoplasma 
ntomoplasma. 

ref 
2 Methylophaga 
iaceae; Methylop 
ref 
6 859025 Desul 


De 


NR_028824.1 


NR_028776.1 
£ 
sulfovibrion 
NR_028770.1 


putealis Bacteria; 


; Desulfovibrionaceae; Desulfovibrio. 
265678765|ref|NR_029070.1| Shewanella gaetbuli 
433793 435289 Shewanella gaetbuli Bacteria; 
hewanellaceae; Shewanella. 
265678664|ref|NR_028969.1| Caldithrix abyssi 
581868 583371 Caldithrix abyssi Bacteria; 
265678656|ref|NR_028961.1| Faecalibacterium 
1 sequence 593943 595404 Faecalibacterium 
ales; Ruminococcaceae; Faecalibacterium. 
265678625 | ref |NR_028930.1| Stenotrophomonas 
ence 637982 639478 Stenotrophomonas rhizophila 
nadales; Xanthomonadaceae; Stenotrophomonas. 
265678583 |ref|NR_028888.1| Thiocystis violascens 
698584 699934 Thiocystis violascens Bacteria; 
matiaceae; Thiocystis. 
265678556 |ref|NR_028860.1| Entomoplasma lucivorax 


lucivorax Bacteria; 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 

Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 


Xanthomonas cynarae 


strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


270172 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


270172 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


270172 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


270172 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


270172 Bacteria_16S 


subsp. socranskii 
socranskii subsp. 


270172 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


270172 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


270172 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


270172 Bacteria_16S 


subsp. paredis st 
socranskii subsp. 


270172 Bacteria_16S 


subsp. buccale st 
socranskii subsp. 


270172 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


270172 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


270172 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


270172 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


270172 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


270172 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


270172 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


270172 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


270172 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


270172 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


925299 925392 5 95 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
970005 970050 5 50 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


gi 


974668 974717 1 50 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
979083 979144 6 66 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
983692 983753 6 66 gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
1026586 1026631 5 50 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


gi 


Sap 
gi 


1140027 1140076 1 50 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


1214154 1214203 1 50 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1251764 1251825 6 66 gi 
rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; Spirochaetes; Spiro 
1253291 1253352 6 66 gi 
rain ATCC 35534 16S ribosomal RNA, par 
buccale Bacteria; Spirochaetes; Spiro 
1281730 1281791 6 66 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
1312010 1312059 1 50 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


gi 


1368474 1368519 5 50 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1385100 1385149 1 50 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1428906 1428955 1 50 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


1578575 1578624 1 50 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1607817 1607866 1 50 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


gi 


1653194 1653243 1 50 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1654741 1654790 1 50 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1700621 1700670 1 50 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
1785594 1785651 12 68 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 


gi 


270172 Bacteria_16S 


924822 92631 


974224 97564 


978631 98004 


1213697 12151 


1281261 12827 


1578118 15795 


1652728 16542 


1654275 16557 


1700153 17016 


265678428 


Desulfoba 
265678397 
uence 
teria; Des 
265678394 


rospiracea 
265678391 


rospiracea 
265678388 
artial seq 
irochaetal 
265678360 
uence 

ia; Syntro 


253680763 
quence 
ia; Salini 


224581436 


Halomonad 
219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
219846087 


ataceae; E 
228721465 
sequence 
eria; Xant 


228718692 
ence 13679 
ibrionales 
228716834 
equence 

eobacteria 


224581439 
sequence 
ria; Xanth 


219846381 


seudomonad 
219878471 
quence 

teria; Alt 


219878439 


anthomonad 
219878438 


anthomonad 
219878407 


lteromonad 
219878345 
17851 
daceae; Dy 


1846684 1846733 1 50 gi 


ref|NR_028730.1| Desulfofaba gelida 

0 Desulfofaba gelida Bacteria; 

cteraceae; Desulfofaba. 

ref |NR_028699.1| Desulfovibrio 
969528 971049 Desulfovibrio 

ulfovibrionales; Desulfovibrionaceae; 

ref|NR_028696.1| Lewinella persicus 


2 Lewinella persicus Bacteria; 


e; Lewinella. 

ref |NR_028693.1| Lewinella cohaerens 
8 Lewinella cohaerens Bacteria; 

e; Lewinella. 

ref|NR_028690.1| Treponema socranskii 
uence 983192 984718 Treponema 
es; Spirochaetaceae; Treponema. 
ref|NR_028662.1] Desulfobacca 


1026088 10275 
phobacterales; 


9 
s 


1 Desulfobacca 
yntrophaceae; 


ref|NR_028011.1 
1139586 114102 
sphaerales; Sali 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


ref|NR_027218.1| Halomonas neptunia 
50 Halomonas neptunia Bacteria; 
aceae; Halomonas 
ref |NR_024869.1 
nce 125128 
Spirochaetaceae 
ref |NR_024868.1 
nce 125281 
Spirochaetaceae 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 
ref |NR_027606.1 
1311542 131304 
homonadales; Xan 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 

Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Entomoplasma somnilux 
somnilux Bacteria; 


’ 


’ 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027556.1 
1384632 138613 
Alteromonadale 


Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Shewanella 
1 Shewanella 
s; Shewanellaceae; 


v 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


Lysobacter 
1 Lysobacter 
homonadaceae; 


ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025610.1] Shewanella 

1607365 1608812 Shewanella 
eromonadales; Shewanellaceae; 


ref|NR_025578.1| Thermomonas brevis 

24 Thermomonas brevis Bacteria; 

aceae; Thermomonas. 

ref|NR_025577.1| Thermomonas fusca 

71 Thermomonas fusca Bacteria; 

aceae; Thermomonas. 

ref|NR_025546.1| Glaciecola mesophila 
51 Glaciecola mesophila Bacteria; 
aceae; Glaciecola. 

ref|NR_025484.1| Dysgonomonas mossii 
30 1786580 Dysgonomonas mossii Bacteria; 
sgonomonas. 


219878304 


livingstonensis strain NF22 16S ribosomal RNA, partial sequence 


ref|NR_025443.1] Shewanella 
1846218 1847712 Shewanella 


livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


270172 Bacteria_ 


haemolytica stra 
haemolytica Bact 
Thermomonas. 


270172 Bacteria_ 


strain LMG 21857 


Shewanellaceae; 


16S 1849765 1849814 1 50 gi|219878302|ref|NR_025441.1| Thermomonas 
in A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
eria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
16S 1869367 1869416 1 50 gi|219878288|ref|NR_025427.1| Glaciecola polaris 


16S ribosomal RNA, partial sequence 1868909 18703 


93 Glaciecola polaris Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

270172 Bacteria_16S 1894065 1894110 5 50 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
Desulfomicrobium. 

270172 Bacteria_16S 1927175 1927224 1 50 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

270172 Bacteria_16S 1933288 19333335 50 gi|219878239|ref|NR_025378.1| Desulfomicrobium orale 


strain DSM 12838 
Proteobacteria; 


270172 Bacteria_ 


macestii strain 
Bacteria; Proteo 


270172 Bacteria_ 


broegbernensis s 
broegbernensis B 
Pseudoxanthomona 


270172 Bacteria_ 


nitritireducens 
nitritireducens 
Stenotrophomonas 


270172 Bacteria_ 


strain B1953/27. 
Proteobacteria; 


270172 Bacteria_ 


strain 63 16S ri 
Proteobacteria; 


270172 Bacteria_ 


hydrothermalis s 
hydrothermalis B 
Thermomonas. 


270172 Bacteria_ 


strain Pss 26 16 
Proteobacteria; 


270172 Bacteria_ 


taiwanensis stra 
taiwanensis Bact 
Pseudoxanthomona 


270172 Bacteria_ 


thiodismutans st 
thiodismutans Ba 
Desulfonatronum. 


270172 Bacteria_ 


mexicana strain 
Bacteria; Proteo 


270172 Bacteria_ 


acidaminiphila s 
acidaminiphila B 
Stenotrophomonas 


270172 Bacteria_ 


strain Loup-1 16 
Bacteroidetes; B 


270172 Bacteria_ 


quisquiliarum st 
quisquiliarum Ba 
Methylosarcina. 


270172 Bacteria_ 


strain AML-C10 1 
Proteobacteria; 


270172 Bacteria_ 


Deltaproteobacteria; Desulfovibrionales 
16S 1977261 1977306 5 50 gi 
M-9 16S ribosomal RNA, partial sequence 
bacteria; Deltaproteobacteria; Desulfov 
16S 2041397 2041446 1 50 gi 
train B1616/1 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteobac 
Ss. 
16S 2042955 2043004 1 50 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


s 
B 


16S 2044532 2044581 1 50 gi 
1 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Xanthomonadales; X 
16S 2091974 2092023 1 50 gi 
bosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; S 
16S 2093525 2093574 1 50 gi 
train SGM-6 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteobac 
16S 2146534 2146583 1 50 

S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 2184416 2184465 1 50 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


gi 


i 
e 
s 
16S 2235981 2236026 5 50 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


r 
Cc 


16S 2318071 23181201 50 gi 
AMX 26B 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Xanthomo 
16S 2319663 2319712 1 50 gi 
train AMX 19 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteobac 


16S 2393892 2393949 12 68 

S ribosomal RNA, partial sequence 
acteroidia; Bacteroidales; Porphyromona 
16S 2412166 2412215 1 50 gi 
ain AML-D4 16S ribosomal RNA, partial 


teria; Proteobacteria; Gammaproteobact 


gi 


xr 
to; 
16S 2413732 2413781 1 50 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; M 
16S 2415295 24153405 50 gi 


gi 


2091488 20 


16S ribosomal RNA, partial sequence 1932811 19342 
Desulfomicro 


’ 


219878210 
19767 
ibrionales 
219878167 
1 sequence 
teria; Xan 


219878166 
quence 
cteria; Xa 
219878165 
20440 
anthomo 
219878128 
930 
hewanellac 
219878126 
sequence 

teria; Xan 


219857637 


2146078 21475 
udomonad 


se 
219857609 
quence 

ia; Xantho 


v 


219857575 
quence 
eria; Desu 
219857517 
ence 23175 
nadales; X 
219857516 
sequence 
teria; Xan 


219857464 


2393419 23948 


daceae; Po 
219857452 
sequence 

eria; Meth 


219857451 


2413261 24147 


ethylococc 
219857450 


inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


nad 


85 Desulfomicrobium orale Bacteria; 

biaceae; Desulfomicrobium. 

ref|NR_025349.1| Desulfomicrobium 

73 1978275 Desulfomicrobium macestii 

; Desulfomicrobiaceae; Desulfomicrobium. 

ref|NR_025306.1| Pseudoxanthomonas 
2040918 2042439 Pseudoxanthomonas 

thomonadales; Xanthomonadaceae; 


ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


ref|NR_025304.1| Luteimonas mephitis 

53 2045572 Luteimonas mephitis Bacteria; 

aceae; Luteimonas. 

ref|NR_025267.1| Shewanella baltica 

18 Shewanella baltica Bacteria; 

eae; Shewanella 

ref|NR_025265.1 
2093069 209454 

thomonadales; Xa 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


ref|NR_025226.1| Pseudomonas jinjuensis 
31 Pseudomonas jinjuensis Bacteria; 
aceae; Pseudomonas. 

ref|NR_025198.1| Pseudoxanthomonas 
183928 2185466 Pseudoxanthomonas 
monadales; Xanthomonadaceae; 


is} 


ref |NR_025163.1 
2235498 223697 
lfovibrionales; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 


ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 
ref|NR_025040.1 

2411699 241321 
ylococcales; Met 


Porphyromonas gulae 
gulae Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 
ref |NR_025038.1| Desulfovibrio 

2414827 2416310 Desulfovibrio 


270172 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


270172 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


270172 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


270172 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


270172 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


270172 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


270172 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


270172 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


270172 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


270172 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


270172 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


270172 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


270172 Bacteria_16S 


multiglobuliferum 
multiglobuliferum 


270172 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


270172 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


270172 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


270172 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


270172 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


270172 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


270172 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


270172 Bacteria_16S 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 


radiophilus Bacte 


2573915 2573960 5 50 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


ue 
ia 


nce 


’ 


2606218 2606263 5 50 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2607778 2607827 1 50 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2641526 26415715 50 gi 


nc 
ib 


e 


ia 


eria; 


eltaproteobacteria; Desulfobacterales; D 
2740696 2740745 1 50 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2779680 2779729 1 50 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2815720 2815769 1 50 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


ot 
equence 
ia 


v 


2850791 2850840 1 50 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


1 
ia; 
2852360 2852409 1 50 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2857039 2857088 1 50 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2884985 2885034 1 50 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2923083 2923132 1 50 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2934992 2935041 1 50 gi 
strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
2971321 2971370 1 50 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


nadales; 


nadales; 


Sp 


ne 
na 


e 
dales; 


ar 
ba 


s 
ria; 
2972836 2972885 1 50 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


al 
eria; 
3007920 3007981 6 66 gi 
CCC Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3015545 3015602 12 68 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3050360 3050405 5 50 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


ar 
lo 


daceae; 
s 
teria; 
3136035 3136080 5 
n SB164 
ria; Pr 


50 gi 
Pl 16S ribosomal RNA, partial s 
oteobacteria; Deltaproteobacter 


equence 
ia; 


3151152 31511975 
in KMS2 
eria; P 


50 gi 
16S ribosomal RNA, partial seq 
roteobacteria; Deltaproteobacte 


ue 
ri 


nce 
a; 


3166445 3166494 11 59 


gi 


ria; Deinococcus-Thermus; Deinococci; 


219857285 
Desulf 


219857264 
26057 
rionales 
219857263 
1 sequen 
Ocea 
219857230 
6S ribosomal RNA, partial sequence 2641027 26425 
esulfoba 
219857160 
2740223 27416 
eromonad 
219857130 
2779259 27806 
richacea 
219856913 


Pseudo: 


219856890 
sequence 
Pseudo: 


219856889 
28518 


219856886 
28565 


219856866 
2884576 28858 
hingomon 
219856841 
29226 


219856833 
tial seq 
cteria; 
219846942 
equence 
Pseud 


219846941 
sequenc 
Pseu 


219846918 
tial seq 
spirulin 
219846913 
3015068 30165 
219846888 
equence 
Des 
219846831 
Desulf 
219846821 
Desul 


219846810 


Deinococcales; 


ref|NR_024916.1 
2573428 257495 
ovibrionales; De 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024788.1 


acea 
ref 


e; Agarivor 
NR_024758.1 


e; Thiothrix. 
ref|NR_024734.1 

2815260 281674 
monadales; Pseu 


ref|NR_024709.1 
2850317 285183 
monadales; Pseu 


ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024652.1 
uence 293453 
Oceanospirillale 
ref |NR_026534.1 
2970861 297232 
omonadales; Pseu 


xX 


xX 


xX 


ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref 
uenc 
a. 
ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 
ref |NR_026480.1 
3049889 305136 
ulfovibrionales; 


NR_026510.1 
e 300750 


Dy 


ref|NR_026423.1 
135552 313703 


obacterales; Des 


Ww 


ref|NR_026413.1 
150676 315218 


fovibrionales; D 


w 


d 


d 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Desulfovibrio 

ovibrio burkinensis 

aceae; Desulfovibrio. 
Neptunomonas 

7 Neptunomonas 

eptunomonas. 

Desulfocella halophila 


halophila Bacteria; 


focella. 
Agarivorans albus 


76 Agarivorans albus Bacteria; 
a 


ns. 
Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Sphingomonas 


oligophenolica Bacteria; 


monas. 

Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Oceanospirillum 

1 2935988 Oceanospirillum 

s; Oceanospirillum. 
Pseudomonas 

5 Pseudomonas 

domonadaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Halospirulina 
4 3008891 Halospirulina 


Dysgonomonas gadei 


gadei Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Desulfovibrio 
4 Desulfovibrio 


esulfovibrionaceae; 


Deinococcus 


ref |NR_026402.1 
3165996 316746 
Deinococcac 


5 Deinococcus 
eae; Deinococcus. 


270172 Bacteria_16S 3169478 3169527 11 59 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
270172 Bacteria_16S 3181604 3181653 1 50 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

270172 Bacteria_16S 3183156 3183205 1 50 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

270172 Bacteria_16S 3184708 3184757 1 50 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

270172 Bacteria_16S 3186260 3186309 1 50 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

270172 Bacteria_16S 3187812 3187861 1 50 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

270172 Bacteria_16S 3189364 3189413 1 50 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

270172 Bacteria_16S 3190916 3190965 1 50 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

270172 Bacteria_16S 3192468 3192517 1 50 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

270172 Bacteria_16S 3194018 3194067 1 50 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

270172 Bacteria_16S 3195570 3195619 1 50 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

270172 Bacteria_16S 3204486 3204547 6 66 gi|219846785|ref|NR_026377.1| Treponema amylovorum 


strain HA2P 16S r 
Spirochaetes; Spi 


270172 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 
Proteobacteria; A 


270172 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


270172 Bacteria_16S 


strain LMG 5743 1 
Proteobacteria; G 


270172 Bacteria_16S 


strain LMG 5047 1 
Proteobacteria; G 


270172 Bacteria_16S 


strain LMG 708 16 
Proteobacteria; G 


strain LMG 538 16 
Proteobacteria; G 


270172 Bacteria_16S 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


270172 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


270172 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


ibosomal RNA, partial sequence 
rochaetales; 
3208979 3209028 1 50 gi 
Sphingomonadales; 
3210471 32105201 50 gi 


lphaproteobacteria; Sphingomonadales; 
3219610 3219647 12 49 gi 
tes; Clostridia; 


3289110 3289159 1 50 gi 


3290635 3290684 1 50 gi 


3292187 3292236 1 50 
S ribosomal RNA, partial sequence 


gi 


3293739 3293788 1 50 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3295289 3295338 1 50 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


3313511 3313556 5 50 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


3379068 3379113 5 50 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


270172 Bacteria_16S 


3407882 3407927 5 50 gi 


3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


3204032 32054 
Spirochaetaceae; Treponema. 
219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
270172 Bacteria_16S 


Sp 


Sp 


Ss; 


an 


an 


an 


an 


eq 


ia 


eq 
ri 


eq 
a; 


219846781 
16S ribosomal RNA, partial sequence 3210062 32115 


219846774 


219846728 
6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; xX 
219846727 
6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; xX 
219846726 
3291719 32932 
ammaproteobacteria; Xanthomonadales; X 
270172 Bacteria_16S 219846725 
3293271 32947 


219846724 


219846711 


219846663 


hingomon 


hingomon 


32191 


Thermod 


thomonad 


thomonad 


thomonad 


thomonad 


uence 
Xantho: 


v 


uence 
a; Desul 


uence 
Desulfo 


219846640 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref|NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref |NR_026320.1 


acea 
ref 


e; Xanthomon 
NR_026319.1 


acea 
ref 


e; Xanthomon 
NR_026318.1 


acea 
ref 


e; Xanthomon 
NR_026317.1 


aceae; Xanthomon 
ref |NR_026316.1 

3294823 329632 
monadales; Xanth 


ref|NR_026303.1 
3313036 331453 
fovibrionales; D 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 


74 Treponema amylovorum Bacteria; 


Sphingomonas mali 


mali Bacteria; 


monas. 
Sphingomonas pruni 


pruni Bacteria; 


monas. 
Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


ref|NR_026232.1 
3407396 340888 


Syntrophobacter 
1 Syntrophobacter 


pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; 


Syntrophobacter. 


270172 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


270172 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


270172 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


270172 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


270172 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; G 


270172 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; Sp 


270172 Bacteria_16S 


strain 25-4 16S r 
Proteobacteria; G 


270172 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
270172 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


270172 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
270172 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


270172 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


270172 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


270172 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


270172 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


270172 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


270172 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


270172 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


270172 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


270172 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


270172 Bacteria_16S 


3409407 3409464 12 68 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 

3546982 3547039 12 68 


Po 
gi 


cteroidia; Bacteroidales; 
3628863 3628912 1 50 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3771944 3772035 5 93 gi 
train H2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Deltaproteoba 


Porphyromona 


3952331 3952380 1 50 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
3978816 3978884 1 68 gi 
16S ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
3999541 3999590 1 50 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
4026690 4026735 5 50 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


gi 


4064526 40645715 50 

S ribosomal RNA, partial sequence 
eltaproteobacteria; 
4165139 41651845 50 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Deltaproteob 


gi 


13939 13983 i} 45 gi 
strain B-38 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Gammaproteo 


47301 47345 1 45 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
112534 112574 5 45 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
114132 114172 5 45 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
275739 275783 6 50 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
295513 295557 6 50 gi 


psilonproteobacteria; Campylobacterale 
443499 443555 11 66 gi 
HTCC2559 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
685274 685314 5 45 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
686840 686880 5 45 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
809429 809489 1 59 gi 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


853327 853367 5 45 gi 


Syntroph 


219846638 

34089 

rphyromona 
219846545 


6S ribosomal RNA, partial sequence 3546505 35479 


daceae; Po 
219846486 
36283 
nadales; P 
219846383 
quence 
cteria; De 


219846257 


3951843 39533 


oritellace 
219846239 

39784 

xibacterac 
219846225 


3999120 40005 


anthomonad 
219846205 
equence 

ria; Desul 


219846176 


4064043 40655 
Desulfovibrionales; 


; Desulfov 
219846104 
al sequenc 
acteria; D 


265679054 
1 sequence 
bacteria; 


265679032 
nce 46828 
irillales; 
265678987 


112043 11359 


s; Syntrop 
265678986 


113641 11518 


s; Syntrop 
265678876 


275297 27676 


s; Helicob 
265678863 


6S ribosomal RNA, partial sequence 295056 29653 


s; Helicob 
265678759 
equence 
obacterial 
265678592 
ce 68477 
acterales; 
265678591 
68634 
acterales; 
265678506 
ence 80896 
nadales; P 


obacterales; Syn 
ref|NR_026230.1 
32 3410401 Porphy 
daceae; Porphyro 
ref|NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_025974.1 

3771473 377289 
sulfuromonadales 


ref |NR_025847.1 
ae; Moritella. 

ref |NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref|NR_025815.1 


aceae; Silanimon 
ref|NR_025795.1 

4026183 402770 
fobacterales; De 


ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref |NR_025694.1 
e 4164674 416611 
esulfobacterales 


ref |NR_029362.1 

13461 14981 
Thiotrichales; F 
ref |NR_029340.1 

48321 Alcani 
Alcanivoracacea 
ref |NR_029295.1 


hace 
ref 


ae; Syntroph 
NR_029294.1 


hace 
ref 


ae; Syntroph 
NR_029182.1 


acteraceae; Heli 
ref|NR_029169.1 
6 Helicobacter 
acteraceae; Heli 
ref|NR_029064.1 

443005 444493 
es; Flavobacteri 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028809.1 
8 810417 Pseudo 
seudoalteromonad 


265678477 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulforegula. 


trophobacteraceae; 


Porphyromonas catoniae 
romonas catoniae 
monas. 

Porphyromonas cansulci 
cansulci Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Geobacter 
0 Geobacter 
Geobacteraceae; 


v 


Moritella japonica 


48 Moritella japonica Bacteria; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Desulfatibacillum 

6 Desulfatibacillum 

sulfobacteraceae; 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


’ 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Helicobacter bilis 


1 Helicobacter bilis Bacteria; 


cobacter. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Croceibacter 
Croceibacter 
aceae; Croceibacter. 
Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Pseudoalteromonas 
alteromonas phenolica 
aceae; 


ref |NR_028780.1 
852834 854357 


Desulforegula 
Desulforegula 


270172 Bacteria_16S 


ruestringensis 
ruestringensis 


270172 Bacteria_16S 


st 
Ba 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


270172 Bacteria_16S 


psychrophila stra 
psychrophila Bact 


Desulfotalea. 


270172 Bacteria_16S 
strain NCTC 13004 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
270172 Bacteria_16S 
autotrophica strain OK10 16S ribosomal RNA, partial seq 
autotrophica Bacteria; Proteobacteria; Epsilonproteobac 


Sulfurimonas. 


270172 Bacteria_16S 
vladivostokensis 
vladivostokensis 


Vitellibacter. 


270172 Bacteria_16S 
pametensis strain 
pametensis Bacter 


Helicobacter. 


270172 Bacteria_16S 
14365 16S rib 
Proteob 
270172 Bacteria_16S 
HEL-45 16S riboso 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
270172 Bacteria_16S 
strain SMP-10 16S 


DSM 
Bacteria; 


Proteobacteria; 


270172 Bacteria_16S 
19981 16S rib 


LMG 
Proteobacteria; 


270172 Bacteria_16S 
strain CHO0O1A 16S 


Proteobacteria; 


270172 Bacteria_16S 
phenolica strain 
Proteob 
270172 Bacteria_16S 
strain NNO15860 1 


Bacteria; 


Bacteroidetes; 


270172 Bacteria_16S 
strain T9 16S rib 


Proteobacteria; 


270172 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
270172 Bacteria_16S 
venustensis strai 
Proteob 
270172 Bacteria_16S 
strain Pl 16S rib 


Bacteria; 


Proteobacteria; 


270172 Bacteria_16S 
strain MIT 97-507 


Proteobacteria; 


270172 Bacteria_16S 
canadensis strain 
canadensis Bacter 


Helicobacter. 


270172 Bacteria_16S 


strain KMM 3299 
Proteobacteria; 


270172 Bacteria_16S 


D 


G 


E 


FL 


G 


D 


E 


a 
G 


864187 864243 11 66 gi 
cteria; Bacteroidetes; Flavobacteria; 
865656 865700 6 50 gi 
ain PCE-M2 16S ribosomal RNA, partial 


teria; Proteobacteria; Epsilonproteoba 


926853 926893 5 45 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


971565 971609 6 50 gi 


1054026 1054070 6 50 gi 


1072131 1072187 11 66 gi 
strain KMM 3516 16S ribosomal RNA, par 
Bacteria; Bacteroidetes; 


1127885 1127929 6 50 gi 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


1209693 1209737 6 

osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1379102 1379150 3 Sh gi 
mal RNA, partial sequence 


50 gi 


1404507 1404551 6 50 

ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1814570 1814614 6 50 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1934775 1934819 6 50 gi 
ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
1975706 1975746 5 45 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
2062931 2062987 11 66 gi 


gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
2085975 2086019 1 45 
osomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
2193541 2193581 11 51 gi 
n WR-30 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 

2263534 2263578 1 45 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2268213 2268253 5 45 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2292469 2292513 6 50 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2331702 2331746 6 50 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 
2442529 2442573 1 


45 gi 


ammaproteobacteria; Alteromonadales; S 


rain Bl 16S ribosomal RNA, partial seq 


Flavobacteria; 


1209193 12106 


1378686 1380064 Ocean 


1404010 14055 


1814099 18155 


1934336 19357 


6S ribosomal RNA, partial sequence 2062466 20639 


2085504 20870 


en 


2267708 22692 


6S ribosomal RNA, partial sequence 2442080 24435 
hewanellac 


265678469 
uence 

Flavobacte 
265678468 
sequence 
cteria; Ca 
265678427 
quence 

ria; Desul 


265678396 
97110 
obacterale 
265678341 

uence 
teria; 


0 


Ss; 


265678329 
tial seque 
; Flavobac 
253680771 
1 sequence 
ria; Campy 


228715350 


ales; Nann 
228717469 


hodobacter 
219857153 


ocystineae; 


219878326 
95 
anthomonad 
219878238 
49 
s; Campylo 
219878211 
ce 19752 
acterales; 
219878148 


15 


37 


cteriaceae; 


219878132 
02 
Alcanivor 
219857603 
uence 

Thermales; 
219857557 
ce 22630 
irillales; 
219857554 


50 


26 
Desulfoba 
219857536 
22920 
s; Helicob 
219857508 
sequence 

ria; Campy 


20 
ac 


219857424 
41 


2457673 2457717 1 45 gi 


219857411 


taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 


taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


ref 


rial 
ref 


mpyl 
ref 
foba 


ref 


ref 
Campylo 
ref 
nce 
teri 
ref 
loba 
ref 
99 Haliangium ochraceum DSM 14365 
ocys 
ref 
ibul 
acea 
ref 
17 Haliangium tepidum Bacteria; 


ref 


acea 
ref 


bact 
ref 


Des 
ref 
ref 


acac 
ref 


The 
ref 


Alc 
ref 


cter 
ref 
ref 
loba 
ref 


eae; 
ref 


Sphingomonadales; 


Muricauda 

Muricauda 
teriaceae; Muricauda. 
Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


NR_028772.1 
863710 865135 
es; Flavobac 
NR_028771.1 
865186 866674 
obacterales; 
NR_028729.1 
926361 927852 
cterales; De 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


NR_028698.1 
972566 Campyl 
Campylobacter 
NR_028643.1 
1053566 105500 
bacterales; 


Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 
Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Vitellibacter 
71073086 Vitellibacter 
acteriaceae; 


NR_028631.1 

107168 
ales; Flavob 
NR_028019.1 
127427 112890 
cterales; He 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


R 


NR_027522.1| Haliangium ochraceum 
tineae; Hali 
NR_027563.1 
bus indolife 
e; Oceanibul 
NR_024781.1 


angiaceae; Haliangium. 
Oceanibulbus indolifex 

x HEL-45 Bacteria; 

bus. 

Haliangium tepidum 

liangiaceae; Haliangium. 

NR_025465.1| Fulvimonas soli strain 

Fulvimonas soli Bacteria; 

e; Fulvimonas. 

NR_025377.1| Campylobacter hominis 

Campylobacter hominis Bacteria; 

eraceae; Campylobacter. 

NR_025350.1| Desulfobacula 

1976722 Desulfobacula phenolica 

ulfobacteraceae; Desulfobacula. 

NR_025287.1| Cellulophaga fucicola 
Cellulophaga fucicola Bacteria; 

Cellulophaga. 

NR_025271.1| Alcanivorax jadensis 

Alcanivorax jadensis Bacteria; 

eae; Alcanivorax. 

NR_025191.1| Meiothermus 

193088 2194570 Meiothermus 

rmaceae; Meiothermus. 

NR_025145.1| Alcanivorax 

2264581 Alcanivorax venustensis 
anivoracaceae; Alcanivorax. 

NR_025142.1| Desulfofaba hansenii 

Desulfofaba hansenii Bacteria; 

aceae; Desulfofaba. 

NR_025124.1| Helicobacter aurati 
2293474 Helicobacter aurati Bacteria; 

teraceae; Helicobacter. 

NR_025096.1| Helicobacter 

2331268 2332724 Helicobacter 

cterales; Helicobacteraceae; 


Ha 


2 


NR_025012.1| Shewanella japonica 
Shewanella japonica Bacteria; 

Shewanella 
NR_024999.1| Sphingopyxis 
2457264 2458706 Sphingopyxis 
Sphingomonadaceae; 


270172 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
270172 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


270172 Bacteria_16S 


hyointestinalis s 


Campylobacterales 


270172 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


270172 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


270172 Bacteria_16S 


strain CMRI H02 
Proteobacteria; 
270172 Bacteria 
strain KMM 3677 
Bacteroidetes; 

270172 Bacteria_ 
strain KMM 3676 
Bacteroidetes; 

270172 Bacteria_ 
strain KMM 3526 
Bacteroidetes; 


E 


Fl 


FL 


Fl 


Campylobacter hyointestinalis subsp. 


16S 
6S ribosomal RNA, partial sequence 2683309 26847 


16S 
6S ribosomal RNA, partial sequence 2684767 26 


16S 
6S ribosomal RNA, partial sequence 2686201 26 


2459166 2459210 1 45 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2472900 2472940 5 45 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2525638 2525682 6 50 gi 
ubsp. 


; Campylobacteraceae; Campylobacter. 

2563164 2563208 6 50 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


2624739 2624783 6 50 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


2671566 2671610 6 50 gi 
psilonproteobacteria; Campylobacterale 
2683761 2683817 11 66 gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 


2685203 2685259 11 66 


Flavoba 
gi 


avobacteria; Flavobacteriales; 


2686672 2686728 11 66 


avobacteria; Flavobacteriales; Flavoba 


270172 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


270172 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


270172 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


270172 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


270172 Bacteria_16S 


deleyianum strain 


Campy lobacteracea 


270172 Bacteria_16S 


arcachonense stra 
arcachonense Bact 
Sulfurospirillum. 


270172 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


270172 Bacteria_16S 


strain MIT 95-170 


219857410 


2458757 24601 


Sphingomon 
219857401 


2472404 24737 


s; Syntrop 
219857360 


lawsonii strain CHY5 16S ribosomal RNA, pa 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


219857335 
ial sequen 
acteria; C 


219857248 
al sequenc 


acteria; X 


219857208 


6S ribosomal RNA, partial sequence 2671138 26725 


s; Helicob 
219857200 


cteriaceae 
219857199 

861 
cteriaceae 
219857198 

876 
cteriaceae 


2707705 2707749 6 50 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 
2710604 2710660 11 66 gi 
avobacteria; Flavobacteriales; Flavoba 
2721152 2721196 6 50 gi 
rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteob 
2933484 2933528 1 45 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


3137525 3137569 6 50 gi 
Spirillum 5175 16S ribosomal RNA, par 
e; Sulfurospirillum. 

3158940 3158984 6 50 gi 
in F1F6 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


3211981 3212025 6 50 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


3634961 3635005 6 50 gi 
7 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 2710175 27 


219857183 
sequence 
eria; Camp 


219857181 
115 
cteriaceae 
219857174 
sequence 

acteria; S 
219856834 
sequence 

a; 


219846830 
tial seque 


219846816 
uence 
teria; 


219846780 
al sequenc 
teria; 


219846482 
36345 


e 


’ 


’ 


, 


, 


Alteromonadales; 


e 


ref 


adac 
ref 


ref 


ref 


ref 


ref 


ref 


ref 
ylob 


ref 


ref 


ulfu 
ref 


ref 
nce 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


ref 


ref 


ref 


eae; 


ae; Smithel 


1 sequence 


lobacterale 


2624254 26257 


anthomonadales; 


raceae; Hel 


Zobellia. 


Zobellia. 


Zobellia. 


2707242 27086 
acterales; 


Cellulophaga. 


2720705 27221 
rovum. 


2933018 29344 
Alter 


31370 


Ww 


158497 31599 


Campylobacterales; 


3211554 32129 


Campylobacterales; 


NR_024948.1 


NR_024923.1 
ce 2562731 25641 
ampy 


NR_024878.1 


NR_024836.1 
55 Helicobacter 
acte 


ref|NR_024828.1 


16 Zobellia russellii Bacteria; 


NR_024827.1 
50 Zobellia laminariae Bacteria; 


NR_024826.1 
48 Zobellia amurskyensis Bacteria; 


NR_024811.1 


NR_024809.1 
47 Cellulophaga 


NR_024802.1 


NR_024653.1 


NR_026422.1 


NR_026408.1 


NR_026372.1 


NR_026074.1 
29 3635951 Helic 


NR_024998.1 
97 Sphingomonas koreensis Bacteria; 
Sphingo 
NR_024989.1 
74 Smithella propionica Bacteria; 
hace 
ref 
rtia 


1 


5 
s 


5 


i 


6 
H 


1 


8 


fo} 


8 


2 


7 


° 


Bacteria; Proteob 
270172 Bacteria_16S 
strain Inkinen 16 
Proteobacteria; E 
270172 Bacteria_16S 
strain LRB 8581 1 
Proteobacteria; E 
270172 Bacteria_16S 
strain Hh-2 16S r 
Proteobacteria; E 
270172 Bacteria_16S 


3647147 3647191 6 


3697321 3697365 6 


3802075 3802119 6 


3808127 3808171 6 


acteria; Epsilonproteobacteria; Campyl 


50 


S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


50 


50 


ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


50 


obacterale 
gi|219846473 
3646715 36481 
s; Helicob 


gi| 219846438 


6S ribosomal RNA, partial sequence 3696887 36983 
psilonproteobacteria; Campylobacterale 


s; Helicob 
gi|219846361 
3801626 38030 
s; Helicob 
219846357 


gi 


S; H 
ref 


acte 
ref 


acte 
ref 


acte 
ref 


elicobactera 
NR_026065.1 


raceae; Heli 
NR_026029.1 


raceae; Heli 
NR_025952.1 


raceae; Heli 
NR_025948.1 


Sphingomonas koreensis 


monas. 
Smithella propionica 


a. 
Campylobacter 
2525204 2526622 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 


Rhodanobacter 
6 Rhodanobacter 


Xanthomonadaceae; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Zobellia russellii 


Zobellia laminariae 


Zobellia amurskyensis 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Cellulophaga pacifica 


pacifica Bacteria; 


Sulfurovum 
0 Sulfurovum 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Sulfurospirillum 
4 3138514 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


55 Helicobacter salomonis Bacteria; 


cobacter. 
Helicobacter trogontum 


08 Helicobacter trogontum Bacteria; 


cobacter. 
Helicobacter hepaticus 


95 Helicobacter hepaticus Bacteria; 


cobacter. 


Campylobacter 


helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 


270172 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


strain 165 16S ri 
Proteobacteria; E 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


270172 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


strain CS1 16S ri 
Proteobacteria; E 


nitrofigilis stra 
Bacteria; Proteob 


strain N 155 16S 
Proteobacteria; B 


KMM 6031 16S ribo 
Flavobacteria; Fl 


270172 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


270172 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


270172 Bacteria_16S 
ain KMM 3903 16S ribosomal RNA, partia 
Flavobacteria; F 


sedimenticola str 
sedimenticola Bac 


270172 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


strain KMM 3912 1 
Bacteroidetes; Fl 


270172 Bacteria_16S 


strain Y12-2 16S 
Bacteroidetes; Fl 


270172 Bacteria_16S 


strain Y10-2 16S 
Bacteroidetes; Fl 


270172 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


270172 Bacteria_16S 
n A 0404 16S ribosomal RNA, partial se 
Flavobacteria; 


haemolytica strai 
haemolytica Bacte 


270172 Bacteria_16S 
strain 40 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


270172 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


strain S-5623 16S 
Firmicutes; 


270172 Bacteria_16S 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
270172 Bacteria_16S 


Bacteria; Proteob 


strain Wt/la 16S 


Deinococcus-Thermus; 
270172 Bacteria_16S 
strain CR 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nau 


3817412 3817456 6 


3818935 3818979 6 


3820466 3820510 6 


3821997 3822041 6 


3826576 3826620 6 


3868892 3868936 6 


3889055 3889104 1 


3990633 3990689 11 


avobacteriales; 
4087407 4087463 11 


avobacteria; 
4088898 4088954 11 


avobacteria; 
4091885 4091941 11 


teria; Bacteroidetes; 
4094889 4094929 5 


4114400 4114456 11 


avobacteria; 
4225897 4225953 11 


avobacteria; 
4227369 4227425 11 


avobacteria; 


27685 27740 12 


avobacteria; 


88009 88064 12 
Bacteroidetes; 


213508 213551 1 


ria; 


ammaproteobacteria; 
341418 341461 1 


472558 472585 20 


487857 487900 1 


529192 529231 11 


Deinococci; 
536767 536806 6 


270172 Bacteria_16S 


591332 591387 12 


50 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
270172 Bacteria_16S 


50 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
270172 Bacteria_16S 


50 


50 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
270172 Bacteria_16S 


50 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
270172 Bacteria_16S 


50 


in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 
270172 Bacteria_16S 


50 


ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
270172 Bacteria_16S 


66 


66 


66 


66 


45 


osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
270172 Bacteria_16S 


66 


66 


ribosomal RNA, partial sequence 
Flavobacteriales; 


66 


ribosomal RNA, partial sequence 
Flavobacteriales; 


66 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


66 


44 


Oceanospirillales; 


44 


-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
270172 Bacteria_16S 


47 


ribosomal RNA, partial sequence 
Lactobacillales; Weissella. 


44 


50 


ribosomal RNA, partial sequence 
Deinococcales; 


45 


66 


gi 


gi 


3818485 38199 


gi 


gi 


3821543 38230 


gi 


219846351 


219846350 


219846349 


n Eaton 90-119-3 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Epsilonproteobacteria; 


219846348 


219846345 


3826129 38276 


gi 


gi 


Ss; 
219846316 
nce 38684 


219846302 


3888563 38900 


gi 


Pib 
gi 


Flavoba 
gi 


Flavoba 
gi 


gi 


eriaceae; 
219846231 


somal RNA, partial sequence 3990163 3991609 Pibocella 
Flavobacteriaceae; 


ocella. 
219846161 


6S ribosomal RNA, partial sequence 4086933 40883 
Flavobacteriales; 


219846160 


6S ribosomal RNA, partial sequence 4088431 40898 
Flavobacteriales; 


219846158 


219846156 


4094388 40957 


gi 


Flavoba 
gi 
Flavoba 


gi 


Flavoba 
gi 


Flavoba 
gi 


Fla 
gi 


27210 
cteriaceae; 


219846141 


6S ribosomal RNA, partial sequence 4113936 41153 
Flavobacteriales; 


219846051 


4225434 42268 
cteriaceae; 


219846050 


4226906 42283 


265679045 
28718 


265679004 
quence 


265678920 


213019 21448 


gi 


gi 


gi 


gi 


265678830 
ce 34093 
hales; Pis 
265678736 


472041 47353 


265678726 
ce 48737 
irillales; 
265678699 


528726 53019 


Deinoco 
gi 


265678694 


536318 53780 


tiliaceae; 


gi 


265678658 


thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 


38169 


Helicobacte 


obacterales; C 


1 sequence 
lavobacteriale 


Desulfobacter 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Neis 


ref 


ref 


Ma 
ref 


Ma 


ref 


ref 


ref 


Ul 
ref 


Ae 
ref 


Ae 
ref 


Co 


ref 


ref 


ref 


ciri 


ref 


ref 


Mar 


ref 


ref 


Cam 


54 3818434 Wolin 
obacterales; Helicobacteraceae; 


57 Helicobacter 
Helicobacteraceae; 


20 Helicobacter 
Helicobacteraceae; 


02 Helicobacter 


4091411 409284 


87607 


vobacteriales; 


6 342344 Hydrog 


1 488866 Marino 


2 Caminibacter 


NR_025942.1 


NR_025941.1 


NR_025940.1 
382000 


NR_025939.1 


NR_025935.1 


raceae; Heli 
NR_025906.1 


NR_025892.1 
seria. 

NR_025821.1 
NR_025751.1 


ribacter. 
NR_025750.1 


ribacter. 
NR_025748.1 


S; 
NR_025746.1 


aceae; Desul 
NR_025731.1 


vibacter. 
NR_025641.1 


quorivita. 
NR_025640.1 


quorivita. 
NR_029353.1 


enonia. 
NR_029312.1 
88985 

Flavobacter 
NR_029228.1 
NR_029135.1 
ckettsiaceae 
NR_029041.1 
NR_029031.1 


inomonas. 
NR_029004.1 


coccus. 
NR_028999.1 


inibacter. 


ref 


NR_028963.1 


ponti Bacteria; 


Wolinella succinogenes 


ella succinogenes 


Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 
Helicobacter. 


Helicobacter 
8 3821492 Helicobacter 


Campylobacterales; Helicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 
Helicobacter. 


Helicobacter felis 


felis Bacteria; 


cobacter. 
Arcobacter 


19 3869879 Arcobacter nitrofigilis 
ampy lobacteraceae; 


Arcobacter. 
Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Pibocella ponti strain 
Bacteroidetes; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 
cteriaceae; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 
cteriaceae; 


Maribacter 
9 Maribacter 


Flavobacteriaceae; Maribacter. 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 
cteriaceae; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 
cteriaceae; 


Coenonia anatina 


Coenonia anatina Bacteria; 


Capnocytophaga 
Capnocytophaga 
iaceae; Capnocytophaga. 
Marinomonas vaga 


4 Marinomonas vaga Bacteria; 
Marinomonas. 


Hydrogenovibrio 

enovibrio marinus 

; Hydrogenovibrio. 
Weissella koreensis 


7 Weissella koreensis Bacteria; 


Marinomonas 
monas ushuaiensis 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 
ccaceae; Deino 


Caminibacter profundus 


profundus Bacteria; 


Anaerophaga 


590846 592357 Anaerophaga 


270172 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


270172 Bacteria_16S 


gasicomitatum str 


gasicomitatum LMG 
270172 Bacteria_16S 


strain WSU 86/104 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
270172 Bacteria_16S 
kuenenii strain J 


Bacteria; Proteob 


270172 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain JB-A2 16S 


Proteobacteria; G 


270172 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


270172 Bacteria_16S 


strain IC166 16S 
Bacteroidetes; Fl 


270172 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


270172 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


270172 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


270172 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


270172 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


270172 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


270172 Bacteria_16S 


Mi268 16S ribosom 
Lactobacillales; 


270172 Bacteria_16S 


strain E58 16S ri 
Chlamydiae; Chlam 


270172 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


270172 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


270172 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


270172 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


270172 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


270172 Bacteria_16S 


glaciale strain A 
glaciale Bacteria 


997765 997808 1 44 gi 
B-Al 16S ribosomal RNA, partial sequen 


265678379 
ce 


ref 
99729 


1 998749 Thiomi 


NR_028681.1 


620200 620239 6 45 gi| 265678638 |ref|NR_028943.1| Caminibacter 

train AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 

acteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
856475 856502 20 47 gi|265678474|ref|NR_028777.1| Leuconostoc 

ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 

18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

973123 973170 3 50 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 

4 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 


Thiomicrospira 
crospira kuenenii 


acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
999277 999320 1 44 gi| 265678378 |ref|NR_028680.1| Thiomicrospira 

Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 

acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
1000797 1000840 1 44 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 

ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 


Ss 
gi 


ammaproteobacteria; Alteromonadales; 
1028103 1028142 11 50 

ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1029585 1029628 1 44 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1064723 1064766 1 44 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1120357 1120448 5 93 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


ne 


s 


xO 


1173386 1173441 12 66 gi 
16S ribosomal RNA, partial sequence 
cteroidetes; Flavobacteria; Flavobacte 
1247414 1247461 3 50 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1259332 125937111 50 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1287977 1288004 20 47 gi 
al RNA, partial sequence 
Weissella. 

1366877 1366924 3 50 
bosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydophila. 
1482162 1482189 20 47 gi 
vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; Fusobacte 


ri 


hl 


en 
oc 


gi 


1495684 1495733 1 50 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Aeromona 
1680656 1680695 11 50 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1769005 1769044 6 45 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
1986681 1986724 1 44 gi 
n Cb fel8 16S ribosomal RNA, complete 

ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 

2105726 2105765 11 50 gi 
CAM 644 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 


da 


ue 
i; 


ti 


se 
ia 


ue 
ac 


, 


270172 Bacteria_16S 


strain IH003 16S 
Firmicutes; Lacto 


hewanellac 
265678359 
1027642 10290 
cteriaceae 
265678358 


hales; 
265678334 


ria; 
228716127 


228719222 
219857449 
equence 


219846811 


219846052 
1287447 1289004 Weiss 


228718799 
1366379 13679 


219878151 


219846691 


219878421 


219878358 


1768558 17700 


219878204 


219878116 


eae; 
ref 
7 Ce 
ref 
10291 
Pis 


e 
ciri 
ref 
equence 
Oceanospi 
ref 
11198 


coccales 


; Cy 
ref 

11729 
ales; Flavob 
ref 
amydiaceae; 
ref 
ce 12588 
cales; Deino 
ref 
ella 


ref 
ref 


sequ 
obac 


partial 
ria; Fus 


ref 
14952 
les; Aeromon 
nce 
Thermal 
ref 


Nau 
ref 


liaceae; 


quence 
Myxoco 


7 ccal 


ref 


is} 


nce 
teriales 


* Cr 


05 1030582 Thiomi 


1064282 10657 


56 1121404 Anaer 


00 1174354 Capno 


1246931 12484 


78 1260346 Deino 


26 Chlamydophila 


67 1496682 Tolumo 


1680196 16816 


1986193 19877 


105286 210665 


Shewanella 
NR_028661.1 


llulophaga. 
NR_028660.1 


ckettsiaceae 
NR_028636.1 
0 
rillales; Ma 
NR_027547.1 
° 
stobacterine 
NR_027581.1 
c 
acteriaceae; 
NR_025037.1 
5 
Neochlamydia 
NR_026403.1 
c 
coccaceae; D 
NR_025642.1 
soli Bacter 


NR_027576.1 


NR_025290.1 
ence 148170 
teriales; Fu 


NR_026283.1 


adaceae; Tol 
NR_025560.1 
7 
Thermaceae; 
NR_025497.1 


tilia. 
NR_025343.1 
0 
c 


es; Cystoba 


NR_025255.1 


yomorphaceae 


2176938 2176965 20 47 gi 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 


219857615 
2176454 2177927 Leuconostoc inhae Bacteria; 


ref 


ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
1011364 1011403 11 50 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 


Cellulophaga algicola 


54 Cellulophaga algicola Bacteria; 


Thiomicrospira 

crospira thermophila 

; Thiomicrospira. 
Marinomonas 

0 Marinomonas 

rinomonas. 

Anaeromyxobacter 

myxobacter dehalogenans 

ae; Myxococcaceae; 


Capnocytophaga 

ytophaga ochracea DSM 
Capnocytophaga. 
Neochlamydia 

9 Neochlamydia 
Deinococcus 

occus radiopugnans ATCC 

einococcus. 

Weissella soli strain 

ia; Firmicutes; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Vulcanithermus 

6 Vulcanithermus 
Vulcanithermus. 
Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Cystobacter 
9 Cystobacter 
terineae; 


Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 


v 


NR_025204.1 


Leuconostoc inhae 


270172 Bacteria_16S 2249675 2249702 20 47 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

270172 Bacteria_16S 2251200 2251227 20 47 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

270172 Bacteria_16S 2293995 2294034 11 50 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

270172 Bacteria_16S 2354311 2354402 5 93 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
270172 Bacteria_16S 2418408 2418435 20 47 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 


strain DSM5578 16 
Firmicutes; Lacto 


270172 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


270172 Bacteria_16S 


aerophilum strain 
Bacteria; Proteob 


270172 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


270172 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


270172 Bacteria_16S 


strain IFO 13613 


pneumoniae strain 
pneumoniae Bacter 


270172 Bacteria_16S 


DSM 11303 16S rib 


Deinococcus-Thermus; 
270172 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


270172 Bacteria_16S 
6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 
270172 Bacteria_16S 


strain DSM 3963 1 


acanthamoebae str 
acanthamoebae Bac 


270172 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


270172 Bacteria_16S 


periodonticum str 
periodonticum Bac 


270172 Bacteria_16S 


nucleatum subsp. 


Fusobacteriaceae; 


270172 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


270172 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


270172 Bacteria_16S 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


270172 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


Fusobacterium nucleatum subsp. 


S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2419963 2419990 20 47 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2468407 2468450 1 44 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


gi 


2586178 2586221 1 44 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 

2676155 2676194 6 45 gi 


ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2928966 2929005 11 50 gi 


2982013 2982060 3 50 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3146571 3146610 11 50 
osomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
3167962 3168001 11 50 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; 
3170995 3171034 11 


gi 


Deinococci; 

50 gi 
Deinococci; Deinococcales; Deinoco 

3233196 3233243 3 50 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3604970 3605025 12 66 gi 


ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; Flavobact 
3618474 3618501 20 47 gi 


ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3619855 3619882 20 47 gi 
animalis strain NCTC 12276 16S ribosom 


Fusobacterium. 

3621236 3621263 20 47 gi 
fusiforme strain SOR 16S ribosomal RNA 
fusiforme Bacteria; Fusobacteria; Fuso 
3680842 3680881 11 50 gi 
215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
3870403 3870442 6 45 gi 
ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


3892121 38921701 50 
strain DSM 735 16S ribosomal RNA, 
Bacteria; Proteobacteria; Gammaproteo 


gi 
com 


270172 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


animalis Bacteria; 


cc 


qu 
hl 


se 
er 
se 


Fu 


al 


’ 


ba 


ce 
S; 


s 
ct 


pl 
ba 


2417916 24194 


219857446 
2419471 24209 


2675717 26771 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
270172 Bacteria_16S 


aceae; 


219846765 


ence 
amydiac 


219846503 


quence 
ia; Fla 


219846493 


quence 
sobacte 


219846492 


RNA, p 


219846491 


partial 
cterial 


219846450 


3680 
Flavob 


219846315 


equence 
eria; C 


219846300 


ete seq 
cteria; 


3895233 3895280 3 50 
ribosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydia. 


gi 


219846298 
3894733 3896280 Chlamydia trachomatis Bacteria; 


Fusobacteria; 


20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


219857404|ref|NR_024992.1| Thioalkalimicrobium 

ce 2467928 2469361 Thioalkalimicrobium aerophilum 
hales; Piscirickettsiaceae; Thioalkalimicrobium. 
219857277|ref|NR_024908.1| Marinomonas 

quence 2585691 2587224 Marinomonas 

obacteria; Oceanospirillales; Marinomonas. 
219857205|ref|NR_024833.1| Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


tiliaceae; Lebetimonas. 
219856837|ref|NR_024656.1| Terasakiella pusilla 
56 Terasakiella pusilla Bacteria; 
locystaceae; Terasakiella. 
219846935 |ref|NR_026527.1| Chlamydophila 
uence 2981577 2983055 Chlamydophila 
aceae; Chlamydophila. 
219846824|ref|NR_026416.1| Deinococcus murrayi 
3146120 3147591 Deinococcus murrayi Bacteria; 
ccaceae; Deinococcus. 
219846809 |ref|NR_026401.1| Deinococcus 
sequence 3167516 3168981 Deinococcus 
Deinococcales; Deinococcaceae; Deinococcus. 
219846807|ref|NR_026399.1| Deinococcus grandis 


14 Deinococcus grandis Bacteria; 
einococcus. 
ref |NR_026357.1 

3232707 323424 
ae; Parachlamydi 
NR_026095.1 
7 
ai 


D 
Parachlamydia 
7 Parachlamydia 
a. 
Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


e 


Vv teriales; 


Fusobacterium 
8 Fusobacterium 
erium. 


NR_026085.1 
3618078 361940 
iaceae; Fusobact 
ref|NR_026084.1| Fusobacterium 
rtial sequence 3619459 3620789 
Fusobacteriales; 


xr 


a 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Polaribacter 
bacter filamentus 
ribacter. 

Arcobacter 
1 Arcobacter 
Campylobacteraceae; 


ref 
sequ 


NR_026083.1 
ence 362084 
s; Fusobacteriac 
ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref|NR_025905.1 

3869930 387139 


mpylobacterales; 


e 


3 
a 


a 
Halomonas 


6 3893166 Halomonas 
s; Halomonadaceae; 


ref 
ence 
Ocea 


NR_025890.1 
389163 
nospirillale 


u 


ref|NR_025888.1| Chlamydia trachomatis 


270172 Bacteria_16S 


strain KMM 6050 1 
Bacteroidetes; Fl 


270172 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


270172 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


270172 Bacteria_16S 


strain NNO15840 1 
Bacteroidetes; Fl 


270172 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


270172 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


270172 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


270172 Bacteria_16S 


strain Sw49 16S r 
Bacteroidetes; Fl 


270172 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


270172 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


270172 Bacteria_16S 


californicum stra 
californicum Bact 


270172 Bacteria_16S 


F89 
Flavobacteria; 


16S ribosomal 
Fl 


270172 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


270172 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


270172 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


270172 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


270172 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


270172 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 


270172 Bacteria_16S 


AT 
AT 


serovar 3 str. 
serovar 3 str. 


3986186 3986225 11 50 gi 


avobacteria; Flavobacteriales; Flavobact 
4181968 4181995 20 47 gi 
n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 
871725 871775 1 51 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


s 
so 


s 
ri 


2064453 2064487 11 45 gi 


avobacteria; Flavobacteriales; Flavobact 
2399873 2399907 17 St gi 
strain CM2 16S ribosomal RNA, partial 

Bacteria; Proteobacteria; Alphaproteob 


se 
ac 


2864699 2864748 1 50 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


s 
a; 


3698856 3698901 5 50 gi 

1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3761553 3761646 5 95 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


nc 
ib 


, 


219846234 
6S ribosomal RNA, partial sequence 3985718 39871 
219846089 


265678464 


219878147 
6S ribosomal RNA, partial sequence 2063988 20654 


219857460 


219856881 


219846437 


219846391 
3761076 37625 


ref |NR_025824.1 


, Gr 
ref 


amella. 
NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 


eriaceae 


rs 


equence 
bacteria 


equence 
a; Rhodo 


ref|NR_025286.1 
61 Cellulophaga 
eriaceae; Cellulophaga. 
ref|NR_025048.1 
2399427 240087 
hizobiales; Hyph 


quence 
teria; R 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


equence 
Sphingo 


ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref |NR_025982.1 


e 36983 
rionales 


Geobacteraceae; Geobacte 


4228841 4228875 11 45 gi 
ibosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
274247 274324 17 91 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
278795 278872 17 91 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
287810 287847 12 49 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
299992 300029 12 49 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
424968 425001 12 45 gi 
RNA, partial sequence 
avobacteriales; Flavobacteriaceae; For 
520014 520047 12 45 gi 
R-9192 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
521542 521575 12 45 gi 
n R-9106 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
570410 570443 12 45 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
601832 601865 12 45 gi 
2SM29 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
744456 744489 12 45 gi 
bosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
803356 803393 12 49 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1105162 1105195 12 45 gi 
in A40 16S ribosomal RNA, partial sequ 
idetes; Bacteroidia; Bacteroidales; Ba 
1121929 1121966 12 49 gi 
CC 27815 16S ribosomal RNA, partial se 
CC 27815 Bacteria; Tenericutes; Mollic 


Flavobact 


gi 


ue 


mo 


en 
S; 


qu 
vo 
in 
en 


Ss; 


Flavobact 


gi 


en 
ct 


qu 
ut 


270172 Bacteria_16S 


1124975 1125036 6 66 gi 


219846049 
4228378 42297 


265678877 
273748 27524 


265678874 


265678868 


265678860 
smataceae; 
265678771 
424476 425990 Formo 


265678705 


265678704 


265678672 
569932 57142 
265678651 
265678550 
744001 74541 


265678510 
802889 80433 
265678305 


228715451 


224581403 


ref|NR_025639.1 


; Ae 
ref 


eriaceae quorivita. 


NR_029183.1 


ref|NR_029180.1 
278321 279763 Mycopl 
ref|NR_029174.1 


287341 288773 Mycopl 


ref|NR_029166.1 

299496 300945 
Mycoplasma. 
ref |NR_029076.1 
sa algae Bacteri 


nce 


sa. 
ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref|NR_028977.1 


ce 51954 
Flavoba 


ence 
bacteria 


gobacteriaceae; Pedobact 
ref|NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref|NR_028854.1 
8 Psychroflexus 
; Psychroflexus. 
ref|NR_028813.1 


ce 60134 
Flavoba 


eriaceae 


ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides. 
ref |NR_027532.1 

1121455 112289 
plasmataceae; Ur 


ce 11046 
eroidace 


ence 


es; Myco 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Fusobacterium 
4 Fusobacterium 
ium. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Cellulophaga baltica 


baltica Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Desulfomicrobium 

omicrobium apsheronum 

aceae; Desulfomicrobium. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


rs 
Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma gateae 
asma gateae Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma 
Mycoplasma 


Formosa algae strain 
a; Bacteroidetes; 


Flavobacterium 
acterium micromati 
obacterium. 

Flavobacterium 

Flavobacterium 
iaceae; Flavobacterium. 

Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Gelidibacter 
bacter mesophilus 
dibacter. 
Psychroflexus tropicus 
tropicus Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Bacteroides 
oides acidifaciens 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 


ref|NR_027184.1 


Cryomorpha ignava 


strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; Cryomorph 


aceae; Cryomorpha. 


270172 Bacteria_16S 1167200 1167233 12 45 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

270172 Bacteria_16S 1295482 1295515 12 45 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

270172 Bacteria_16S 1374592 1374625 12 45 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

270172 Bacteria_16S 1392507 1392544 12 49 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 


strain MP145 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


1392046 13934 


92 Mycoplasma crocodyli MP145 Bacteria; 


270172 Bacteria_16S 1516642 15167355 95 gi|219873435|ref|NR_025194.1| Desulfotignum 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 1517596 Desulfotignum 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfotignum. 

270172 Bacteria_16S 1544128 1544161 12 45 gi|219857262|ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

270172 Bacteria_16S 1627368 1627401 12 45 gi|219878458|ref|NR_025597.1| Flavobacterium 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavobacterium frigoris 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

270172 Bacteria_16S 1712776 1712809 12 45 gi|219878399|ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
270172 Bacteria_16S 1714312 1714345 12 45 gi| 219878398 |ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

270172 Bacteria_16S 1715846 1715879 12 45 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

270172 Bacteria_16S 1717400 1717433 12 45 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

270172 Bacteria_16S 1718922 1718955 12 45 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 


strain A37 16S ri 


Bacteroidetes; 


270172 Bacteria_16S 
3909 16S ribo 


KMM 
Flavobacteria; 


270172 Bacteria_16S 
omnivorum strain 
omnivorum Bacteri 
270172 Bacteria_16S 
xinjiangense stra 
xinjiangense Bact 
270172 Bacteria_16S 
strain 128 16S ri 
Tenericutes; Moll 
270172 Bacteria_16S 
strain MXx9 16S ri 
Tenericutes; Moll 
270172 Bacteria_16S 
strain MK405 16S 
Tenericutes; Moll 
270172 Bacteria_16S 


strain 486 16S 


Tenericutes; Moll 
270172 Bacteria_16S 
gallopavonis stra 
Teneric 
270172 Bacteria_16S 
strain 462/2 16S 
Tenericutes; Moll 
270172 Bacteria_16S 
strain H831 16S r 
Tenericutes; Moll 
270172 Bacteria_16S 
strain CH 16S ribosomal RNA, partial sequence 


Bacteria; 


Sp 


FL 


ri 


bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
2096618 2096651 12 45 


Sphin 


gi 


avobacteriales; Flavobacteriaceae; Mes 
2179886 2179919 12 45 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2181402 2181435 12 45 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 
2198153 2198190 12 49 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2199652 2199689 12 49 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2201148 2201185 12 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2204183 2204220 12 49 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2205682 2205719 12 49 gi 
in WR1 16S ribosomal RNA, partial sequen 
utes; Mollicutes; Mycoplasmataceae; Myco 
2207193 2207230 12 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2208708 2208745 12 49 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


on 


eq 
ba 


1 
av 


1718445 17199 


gobacter 


219878124 
somal RNA, partial sequence 2096154 2097581 Meson 


Le, 


219857613 


uence 
cteriale 


219857612 


sequence 
obacteri 


219857600 
2197691 21991 


219857599 
2199190 22006 


219857598 
2200688 22021 


219857596 
2203720 22051 


219857595 


ce 22052 
plasma. 


219857594 
2206719 22081 


219857593 
2208244 22096 


2210227 2210308 17 95 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


219857592 
2209746 2211224 Mycoplasma cricetuli Bacteria; 


39 Pedobacter cryoconitis Bacteria; 
iaceae; Pedobacter. 

ref|NR_025263.1| Mesonia algae strain 
ia algae Bacteria; Bacteroidetes; 


NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 


Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
ales; Flavobacteriaceae; Flavobacterium. 
ref|NR_025188.1| Mycoplasma oxoniensis 
39 Mycoplasma oxoniensis Bacteria; 


ref 


ND 


ND 


ref|NR_025187.1| Mycoplasma mustelae 
37 Mycoplasma mustelae Bacteria; 


ref|NR_025186.1| Mycoplasma moatsii 
48 Mycoplasma moatsii Bacteria; 


ref |NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


ref |NR_025183.1 
20 2206668 Mycopl 


Mycoplasma 
asma gallopavonis 


ref|NR_025182.1| Mycoplasma dispar 
93 Mycoplasma dispar Bacteria; 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref 


NR_025180.1| Mycoplasma cricetuli 


270172 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


270172 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


270172 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


270172 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


270172 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


270172 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


270172 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


columbinasale str 
columbinasale Bac 


270172 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


270172 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


270172 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


2211737 2211774 12 49 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213237 2213274 12 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214735 2214772 12 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216233 2216270 12 49 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2278912 2278989 17 91 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2280421 2280458 12 49 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2281934 2282011 17 91 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2365087 2365124 12 49 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2366597 2366634 12 49 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2368107 2368144 12 49 gi 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
2369589 2369626 12 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371100 2371137 12 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2372609 2372646 12 49 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374115 2374152 12 49 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2375626 2375663 12 49 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377139 2377176 12 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2378647 2378684 12 49 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2380153 2380190 12 49 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2389327 2389364 12 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2433433 2433466 12 45 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2474286 2474323 12 49 gi 
ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
2475781 2475818 12 49 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2477289 2477366 17 91 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


270172 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857588 


2215772 22172 


219857547 


2278443 22799 


219857546 


2279959 22814 


219857545 
equence 
la 

219857483 


2364627 23660 


219857482 
quence 
lasmatacea 

219857481 
sequence 
lasmatacea 

219857480 


2369126 23705 


219857479 


2370638 23720 


219857478 


2372144 23736 


219857477 


2373653 23751 


219857476 


2375159 23766 


219857475 


2376676 23781 


219857474 

uence 

asmataceae 
219857473 


2379691 23811 


219857467 


2388858 23902 


219857432 
nce 24329 
s; Flavoba 
219857400 
quence 

asmataceae 
219857399 


2475319 24767 


219857398 


2476824 24782 


2478761 2478838 17 at gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857397 


smatacea 


ref|NR_025179.1 


ref|NR_025178.1 
ref|NR_025177.1 
ref|NR_025176.1 
ref 


NR_025135.1 


ref|NR_025134.1 


ref |NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025069.1 
2367647 236907 
e; Mycoplasma. 
ref|NR_025068.1 


ref|NR_025067.1 
ref|NR_025066.1 
ref|NR_025065.1 
ref 


NR_025064.1 


ref|NR_025063.1 


ref|NR_025062.1 
2378183 237964 

; Mycoplasma. 

ref|NR_025061.1 


ref|NR_025055.1 


ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; 
ref |NR_024988.1 
2473825 247526 
; Mycoplasma. 
ref |NR_024987.1 


ref|NR_024986.1 


Flav 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Flavobacterium 
acterium frigidarium 
obacterium. 

Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


ref |NR_024985.1 


Mycoplasma cloacale 


2478295 2479747 Mycoplasma cloacale Bacteria; 


270172 Bacteria_16S 


strain H/T1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270172 Bacteria_16S 
strain DC333 16S 


270172 Bacteria_16S 


strain TB 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270172 Bacteria_16S 


strain PG13 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270172 Bacteria_16S 


2480268 2480345 17 


2481781 2481858 17 


2484802 2484879 17 


2486321 2486398 17 


2487833 2487910 17 


91 


91 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


91 


91 


91 


strain CH20247 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270172 Bacteria_16S 


2489348 2489425 17 


91 


strain M432/72 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270172 Bacteria_16S 


2632304 2632337 12 


45 


strain ACAM 81 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
270172 Bacteria_16S 


holothuriorum strain KMM 3524 16S ribosomal RNA, partial 
holothuriorum Bacteria; 


Salegentibacter. 
270172 Bacteria_16S 


troitsensis strain KMM 3674 16S ribosomal RNA, partial 
Flavobacteria; 


troitsensis Bacteria; 
270172 Bacteria_16S 


limicola strain ST-82 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 
270172 Bacteria_16S 
thalassica strain 


Methylophaga. 
270172 Bacteria_16S 
strain ATCC 35842 
Proteobacteria; 
270172 Bacteria_16S 
strain ATCC 43185 
Bacteroidetes; 
270172 Bacteria_16S 


cangingivalis strain VPB 4874 16S ribosomal RNA, partial 
cangingivalis Bacteria; 


270172 Bacteria_16S 
gingivalis strain 
gingivalis Bacteria; 
270172 Bacteria_16S 


Flavobacteria; 


Bacteroidetes; 


Bacteroidia; 


2691159 2691192 12 
Bacteroidetes; 
2737817 2737850 12 


Bacteroidetes; 
2742212 2742245 12 


Flavobacteria; 
3382148 3382196 1 


ATCC 33146 16S ribosomal RNA, e 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; 


3383687 3383735 1 


3392667 3392700 12 


3548515 3548548 12 


Bacteroidetes; 


3606507 3606540 12 


3689865 3689946 17 


Flavobacteriales; 


45 


Flavobacteria; 


45 


45 


50 


50 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pisciricketts 


45 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


45 


Bacteroidia; 


45 


ATCC 33624 16S ribosomal RNA, partial 


Bacteroidetes; Flavobacteria; 


95 


strain UIA 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270172 Bacteria_16S 


3691371 3691408 12 


49 


strain G145 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270172 Bacteria_16S 


3700352 3700389 12 


49 


strain D6-1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


270172 Bacteria_16S 
strain C8ST5 16S 
Bacteroidetes; 
270172 Bacteria_16S 


Flavobacteria; 


3701874 3701907 12 


3750892 3750929 12 


45 


ribosomal RNA, partial sequence 
Flavobacteriales; 


49 


complet 


Bacteroidaceae; 


gi| 219857396 
2479798 24812 


gi| 219857395 
2481316 24827 


gi| 219857393 
2484337 24857 


gi| 219857392 
2485849 24873 


gi| 219857391 
2487368 24888 


gi| 219857390 
2488881 24903 


gi| 219857237 
2631843 26332 


Flavobacteriaceae; Flavobacterium. 


219857195 
sequence 


gi 


219857162 
sequence 


gi 


Flavobacteriales; 


219857159 
27417 


gi 


219846661 
sequence 


gi 


219846660 
33832 


gi 


219846650 
33921 


gi 


219846544 
sequence 
Bacteroidales 
gi|219846502 
sequence 
Flavobacterial 

gi|219846444 

3689398 36908 


gi 


gi|219846443 
3690909 36923 


gi| 219846436 
3699882 37013 


gi|219846435 
3701387 37028 


Flavobacteriaceae 


gi| 219846398 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae 


270172 Bacteria_16S 


3752412 3752489 17 


91 


strain 275c 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270172 Bacteria_16S 


3753932 3753969 12 


49 


strain M165/69 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270172 Bacteria_16S 


3755446 3755483 12 


49 


strain PG43 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270172 Bacteria_16S 


3767423 3767468 5 


50 


gi|219846397 
3751943 37534 


gi| 219846396 
3753459 37549 


gi| 219846395 
3754983 37564 


gi| 219846386 


gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 


Flavobacteriales; 


Flavobacteriaceae; 


Thiotrichales; 


Bacteroides. 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 
ref|NR_024983.1| Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1|] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 
ref|NR_024978.1| Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


ref|NR_024865.1| Flavobacterium xanthum 
96 Flavobacterium xanthum Bacteria; 


ref|NR_024823.1| Salegentibacter 
2690706 2692117 Salegentibacter 
Flavobacteriaceae; 


ref|NR_024790.1| Arenibacter 
2737379 2738759 Arenibacter 
Flavobacteriaceae; Arenibacter. 
ref|NR_024787.1| Flavobacterium 
27 2743201 Flavobacterium limicola 
Flavobacterium. 
ref|NR_026253.1| Methylophaga 
3381669 3383157 Methylophaga 
Piscirickettsiaceae; 


ref|NR_026252.1| Methylophaga marina 
08 3384695 Methylophaga marina Bacteria; 
iaceae; Methylophaga. 

ref|NR_026242.1| Bacteroides caccae 

91 3393612 Bacteroides caccae Bacteria; 


ref|NR_026136.1| Porphyromonas 
3548038 3549521 Porphyromonas 

; Porphyromonadaceae; Porphyromonas. 

ref|NR_026094.1| Capnocytophaga 
3606022 3607474 Capnocytophaga 

es; Flavobacteriaceae; Capnocytophaga. 

ref|NR_026035.1| Mycoplasma auris 

58 Mycoplasma auris Bacteria; 


ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


ref|NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref|NR_025989.1| Mycoplasma 

3750418 3751892 Mycoplasma 
; Mycoplasma. 
ref|NR_025988.1] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


Gelidibacter algens 
algens Bacteria; 


ref|NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 
ref|NR_025986.1| Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025977.1| Desulfovibrio 
3766971 3768387 Desulfovibrio 


gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


270172 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


270172 Bacteria_16S 
leopharyngis stra 


Bacteria; Teneric 


270172 Bacteria_16S 
leonicaptivi stra 


Bacteria; Teneric 


270172 Bacteria_16S 
strain LX 16S rib 


Tenericutes; Moll 


270172 Bacteria_16S 
strain PU 16S rib 


Tenericutes; Moll 


270172 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


270172 Bacteria_16S 


salegens strain D 
salegens Bacteria 


270172 Bacteria_16S 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 


hibernum Bacteria 


270172 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


strain DD 16S rib 
Tenericutes; Moll 


270172 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


270172 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


270172 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


270172 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


canigenitalium st 
canigenitalium Ba 


270172 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


270172 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


270172 Bacteria_16S 


strain KMM 6034 1 
Bacteroidetes; Fl 


270172 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


270172 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


270172 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


270172 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; G 


3779587 3779624 12 49 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3782606 3782643 12 49 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3784089 3784126 12 49 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3785560 3785597 12 49 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3787045 3787082 12 49 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3799128 3799165 12 49 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3814343 3814376 12 45 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3843181 3843214 12 45 gi 


gi 


, 


v 


Flavob 
gi 


Bacteroidetes; Flavobacteria; 
3856760 3856797 12 49 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858246 3858283 12 49 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3862834 3862867 12 45 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3867397 3867430 12 45 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Porphyromona 
3884399 3884436 12 49 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3907458 3907495 12 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3908981 3909018 12 49 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 

3910511 3910548 12 49 gi 
rain D6P-C 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
3981721 3981754 12 45 gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3987668 3987701 12 45 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3989146 3989179 12 45 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3992129 3992162 12 45 


n KMM 6049 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
4014600 4014633 12 45 gi 


KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
4016079 4016112 12 45 gi 


in KMM 3907 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 


219846377 


3779118 37805 


219846375 
ence 37821 
coplasma. 

219846374 
ence 37836 
coplasma. 

219846373 


3785096 37865 


219846372 


3786577 37880 


219846363 


3798661 38001 


219846353 
uence 
acteriales 
219846333 
equence 
acteriales 
219846324 


3856288 38577 


219846323 


3857775 38592 


219846320 


3862330 38638 


e; Rikenel 
219846317 
38668 
daceae; 
219846306 


3883911 38853 


219846289 


3906969 39084 


219846288 


3908492 39099 


219846287 
sequence 
lasmatacea 

219846237 


6S ribosomal RNA, partial sequence 3981260 39826 


cteriaceae 
219846233 


6S ribosomal RNA, partial sequence 3987206 39886 


cteriaceae 
219846232 


6S ribosomal RNA, partial sequence 3988683 39901 


cteriaceae 
219846230 
sequence 
vobacteria 
219846213 
equence 
obacterial 
219846212 
sequence 
avobacteri 


4055400 4055461 1 59 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


gi 


219846183 


Halomonad 


Po 


ref|NR_025968.1 


ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025965.1 
21 3785045 Mycopl 


ref |NR_025964.1 


ref|NR_025963.1 


ref|NR_025954.1 


ref|NR_025944.1 

3813879 381534 
; Flavobacteriac 
ref |NR_025923.1 

3842717 384417 
; Flavobacteriac 
ref|NR_025914.1 


ref |NR_025913.1 


ref |NR_025910.1 


la. 


ref |NR_025907.1 


romonas. 
NR_025896.1 


rphy 
ref 


ref|NR_025879.1 


ref|NR_025878.1 


ref |NR_025877.1 

3910020 391149 
e; Ureaplasma. 
ref|NR_025827.1 
> Bi 
ref 


zionia. 
NR_025823.1 
i Aq 
ref 


uimarina. 
NR_025822.1 


; Gillisia. 

ref |NR_025820.1 
3991660 399309 

les; Flavobacter 

ref|NR_025803.1 
4014130 401555 

es; Flavobacteri 

ref |NR_025802.1 
4015607 401703 


ales; Flavobacte 


93 3868368 Porphy: 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 
asma leopharyngis 


Mycoplasma 
asma leonicaptivi 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 
5 Winogradskyella 
riaceae; 


ref|NR_025773.1 


aceae; Halomonas 


Halomonas koreensis 


4054980 4056378 Halomonas koreensis Bacteria; 


270172 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


270172 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


270172 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


270172 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


270172 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


270172 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


270172 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


270172 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


270172 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


270172 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


270172 Bacteria_16S 


brennaborense str 
brennaborense Bac 


270172 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


270172 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


270172 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


270172 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


270172 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


270172 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


270172 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


270172 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


4093368 4093401 12 45 gi 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4162105 4162138 12 45 
avobacteria; Flavobacteriales; Flavobact 
77575 77611 5 41 gi 
in B331 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


ue 
ri 


283311 283347 5 41 gi 
in B54 16S ribosomal RNA, complete seq 
eria; Proteobacteria; Deltaproteobacte 


ue 
ri 


778777 778813 5 41 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
922185 922221 5 41 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
923755 923791 5 41 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
2483290 2483322 17 49 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490859 2490891 17 49 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3111985 31120215 41 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
3242359 3242399 5 45 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


ce 
ac 


D 


ne 
ac 


ne 
ac 


qu 


, 


3758460 3758492 17 49 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


219846157 
6S ribosomal RNA, partial sequence 4092900 40943 


219846106 
6S ribosomal RNA, partial sequence 4161641 41630 


265679012 


265678871 


265678526 
265678430 
921679 92319 
265678429 
219857394 
2482825 24842 


219857389 
2490394 24918 


219846847 


219846759 


219846393 
3757993 37594 


eriaceae 


eriaceae 


nce 


a; Desul 


nce 


a; Desul 


77827 
terales; 
esulfoba 


e 92324 
terales; 


e 31115 
terales; 


ence 
Desulfov 


4066051 4066091 5 45 gi 


eltaproteobacteria; Desulfovibrionales; 


35297 35324 20 47 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; S 
129346 129369 22 45 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
218099 218122 22 45 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


eq 
pi 


ae 


eq 
P 


263696 263719 22 45 gi 
n ACAM 188 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 
324385 324408 22 45 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
325915 325938 22 45 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
327438 327461 22 45 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
384821 384864 1 44 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
386383 386426 1 44 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 


se 
VO. 


ce 


ae 


ae 


ae 


se 


na 


270172 Bacteria_16S 


445025 445068 1 44 gi 


219846175 
16S ribosomal RNA, partial sequence 4065569 40669 


265679040 


265678976 


128870 13034 


265678917 


265678884 


265678844 


265678843 


265678842 


326926 32843 


265678798 
384340 38587 


265678797 


265678758 


Desulfov 


uence 
rochaeta 


7 Prevot 
uence 
lanctomy 


quence 
bacteria 


32386 
Prevot 


’ 


32539 
Prevot 


’ 


Prevot 


v 


udomonad 


38592 
dales; § 


ref|NR_025747.1| Arenibacter certesii 

37 Arenibacter certesii Bacteria; 

; Arenibacter. 

ref|NR_025696.1| Algibacter lectus 

67 Algibacter lectus Bacteria; 

; Algibacter. 

ref |NR_029320.1 
77090 78536 

fobacterales; D 


Desulfospira 
Desulfospira 
esulfobacteraceae; 
Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


ref|NR_029177.1 
282818 284333 
fobacterales; De 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Desulfofrigus 
ofrigus oceanense 
Desulfobacteraceae; Desulfofrigus. 
ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026351.1 

3241884 324339 
ibrionales; Desu 


Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Desulfovibrio 

3 Desulfovibrio 

lfovibrionaceae; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025765.1 
84 Desulfovibrio 


Desulfovibrio longus 
longus Bacteria; 


ibrionaceae; Desulfovibrio. 
ref|NR_029348.1] Treponema 
34837 36333 Treponema 
ceae; Treponema. 
ref|NR_029284.1| Prevotella dentalis 
1 Prevotella dentalis Bacteria; 
ella. 
ref|NR_029225.1] Planctomyces 
217606 219133 Planctomyces 
cetales; Planctomycetaceae; 
ref|NR_029190.1| Psychroserpens 
263191 264674 Psychroserpens 
les; Flavobacteriaceae; Psychroserpens. 
ref|NR_029149.1| Prevotella disiens 
9 325347 Prevotella disiens Bacteria; 
ella. 
ref|NR_029148.1| Prevotella veroralis 
8 326875 Prevotella veroralis Bacteria; 
ella. 
ref|NR_029147.1] Prevotella oulorum 
5 Prevotella oulorum Bacteria; 
ella. 
ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029102.1| Hydrocarboniphaga 
1 387397 Hydrocarboniphaga effusa 


inobacteraceae; Hydrocarboniphaga. 


rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 


ref|NR_029063.1] Pseudomonas 
444544 446074 Pseudomonas 


rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


270172 Bacteria_ 


strain CFBP 2022 


16S 457377 457420 1 44 


gi 


16S ribosomal RNA, partial sequence 456977 45835 


265678746 


ref |NR_029051.1 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

270172 Bacteria_16S 458829 458872 1 44 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

270172 Bacteria_16S 470926 470969 1 44 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

270172 Bacteria_16S 527648 527691 1 44 gi|265678700|ref|NR_029005.1| Enhydrobacter 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

270172 Bacteria_16S 555119 555162 1 44 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

270172 Bacteria_16S 556661 556704 1 44 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

270172 Bacteria_16S 558205 558248 1 44 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

270172 Bacteria_16S 574867 574910 1 44 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

270172 Bacteria_16S 586842 586885 1 44 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

270172 Bacteria_16S 612612 612655 1 44 gi| 265678643 |ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

270172 Bacteria_16S 640006 640049 1 44 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

270172 Bacteria_16S 655094 655137 1 44 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

270172 Bacteria_16S 659602 659645 1 44 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

270172 Bacteria_16S 671775 671818 1 44 gi|265678601|ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

270172 Bacteria_16S 694526 694553 20 47 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

270172 Bacteria_16S 729306 729329 22 45 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

270172 Bacteria_16S 747238 747281 1 44 gi| 265678548 |ref|NR_028852.1| Acinetobacter gerneri 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

270172 Bacteria_16S 748613 748656 1 44 gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter bouvetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

270172 Bacteria_16S 749988 750031 1 44 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

270172 Bacteria_16S 751363 751406 1 44 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

270172 Bacteria_16S 752738 752781 1 44 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

270172 Bacteria_16S 784894 784937 1 44 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 


mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


270172 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


270172 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


270172 Bacteria_16S 


marinus subsp. pa 


Prochlorococcacea 


270172 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


270172 Bacteria_16S 


strain GP1ll 16S r 
Proteobacteria; G 


270172 Bacteria_16S 


199/55 16S riboso: 
Gammaproteobacter 


270172 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


270172 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


270172 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


270172 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


270172 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


270172 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


270172 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


270172 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


814047 814090 1 44 


gi 
acteria; Gammaproteobacteria; Thiotric 
821521 821564 1 44 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
879050 879073 22 45 gi 
storis strain PCC 9511 16S ribosomal R 


Prochlorococcus. 

900494 900537 1 44 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
960804 960847 1 44 gi 

16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1012849 1012892 1 44 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1014345 1014388 1 44 gi 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1015841 1015884 1 44 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1017338 1017381 1 44 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
1088588 1088631 1 44 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1415012 1415055 1 44 gi 


e; 


Mo 
gi 


ammaproteobacteria; Pseudomonadales; P 
1422690 1422733 1 44 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1445850 1445893 1 44 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1469947 1469990 1 44 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1522702 1522729 20 47 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 


gi 


270172 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


270172 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


270172 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


270172 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


270172 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


270172 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


270172 Bacteria_16S 


strain NF23 16S r 


bosomal RNA, partial sequence 


1640988 1641031 1 44 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


1642550 1642593 1 44 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644111 1644154 1 44 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1694430 1694473 1 44 gi 


gi 


16S ribosomal RNA, partial sequence 1693968 16954 


ammaproteobacteria; Pseudomonadales; P 
1695974 1696017 1 44 gi 


ammaproteobacteria; Pseudomonadales; P 
1721972 1722015 1 44 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1723513 1723556 1 44 gi 


821061 82256 


1012401 10138 


1013897 1015342 Morax 


1015393 10168 


1016889 1018335 Morax 


6S ribosomal RNA, partial sequence 14145521 


14453911 


1522207 15236 


eq 


1642082 16435 


1643643 16451 


1695512 16970 


1721510 17230 
or 


265678503 
e 81355 
hales; Pis 
265678498 


265678444 
e 90001 
hales; Pis 
265678404 

96032 
seudomonad 
265678369 


oraxellace 
265678368 


raxella. 
265678367 


oraxellace 
265678366 


raxella. 

265678317 
ence 10881 
nadales; P 
224581448 
4160 
seudomonad 
224581443 
ence 14222 
nadales; M 
224581423 
4468 
oraxellace 
224581406 
1 sequence 
ria; Pseud 


219857543 


a. 
219878449 
uence 

ria; Pseud 
219878448 


seudomonad 
219878447 


seudomonad 
219878411 


seudomonad 
219878410 


seudomonad 
219878393 


axellace 
219878392 


ibosomal RNA, partial sequence 


ref|NR_028806.1 
9 815058 Thioal 
cirickettsiacea 
ref|NR_028801.1 


ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref|NR_028671.1 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 
ella 
ref|NR_028669.1 
Moraxella. 


NR_028668.1 
bovis Bacte 


ae; 
ref 
ella 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027230.1 


aceae; Pseudomon 
ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora 


ref |NR_025131.1 


ref|NR_025588.1 
1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 


acea 
ref 


e; Pseudomon 
NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


aceae; Pseudomon 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 


e 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Pseudomonas indica 


, 


9 Pseudomonas indica Bacteria; 


seudomonadaceae; Pseudomonas. 
265678459 |ref|NR_028762.1| Prochlorococcus 
NA, partial sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Moraxella caviae 


, 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Psychrobacter 

obacter maritimus 
ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 

rs 

Psychrobacter 

0 Psychrobacter 
xellaceae; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 

Psychrobacter 
luti Bacteria; 
hs 


luti 


fozii. 


ref|NR_025531.1 


Psychrobacter 


1723051 1724541 Psychrobacter fozii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


270172 Bacteria_16S 
strain RB-8 16S r 
Proteobacteria; 
270172 Bacteria_16S 
marincola strain 
marincola Bacteri 
270172 Bacteria_16S 
submarinus strain 
submarinus Bacter 
270172 Bacteria_16S 
strain LUH4616 16 
Proteobacteria; 
270172 Bacteria_16S 
schindleri strain 
schindleri Bacter 
270172 Bacteria_16S 
strain LUH 3792Ty 
Proteob 
270172 Bacteria_16S 
strain 534-30 16S 
Planctomycetes; 
270172 Bacteria_16S 
strain M384 16S r 


Bacteria; 


Bacteroidetes; 


270172 Bacteria_16S 
strain ATCC 51261 


Bacteroidetes; 


270172 Bacteria_16S 


Soel 


Alkanindiges. 


270172 Bacteria_16S 
strain Ps 9-14 16S ribosomal RNA, partial sequence 
Proteobacteria; 
270172 Bacteria_16S 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 
umsongensis Bacteria; 


Pseudomonas. 


270172 Bacteria_16S 
strain YKJ-103 16 
Proteobacteria; 
270172 Bacteria_16S 
extremorientalis 
extremorientalis 


Pseudomonas. 


270172 Bacteria_16S 
costantinii strai 
costantinii Bacteria; 


Pseudomonas. 


270172 Bacteria_16S 
strain CFML 97- 
Proteobacteria; 
270172 Bacteria_16S 
strain CFML 97- 


Bacteria; 


thivervalensis 


thivervalensis Bacteria; 


Pseudomonas. 


270172 Bacteria_16S 
brassicacearum st 
brassicacearum Bacteria; 


Pseudomonas. 


270172 Bacteria_16S 


16S ribosoma 
Gammaproteobacteria; 
270172 Bacteria_16S 
illinoisensis strain MVAB Hexl 
illinoisensis Bacteria; 


1737127 1737170 1 


1825359 1825402 1 


1826837 1826880 1 


1872477 1872520 1 


1887923 1887966 1 


1913297 1913340 1 


2011385 2011412 20 


2046132 2046155 22 


Bacteroidia; 


44 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; Oleispira. 


44 


KMM 277 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


44 


KMM 225 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


44 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


44 


LUH5832 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


44 


pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


47 


ribosomal RNA, partial sequence 
Planctomycetacia; Planctomycetales; Planctomycetaceae; 


45 


ibosomal RNA, partial sequence 
Bacteroidales; 


Prevotellaceae; 


gi|219878383 
1736673 17381 


gi|219878319 


gi|219878318 


gi|219878286 
1872026 18734 
gi|219878273 


219878253 
19128 


gi 
gi|219878188 
2010901 20124 


gi|219878161 
2045623 20471 


Pseudomonadales; 


Pseudomonadales; 


Pseudomonadales; 


Prevotella. 


ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 


ref|NR_025458.1] Psychrobacter 

1824887 1826314 Psychrobacter 
Moraxellaceae; Psychrobacter. 
ref|NR_025457.1] Psychrobacter 

1826365 1827792 Psychrobacter 
Moraxellaceae; Psychrobacter. 
ref|NR_025425.1| Acinetobacter parvus 
90 Acinetobacter parvus Bacteria; 
Acinetobacter. 
ref|NR_025412.1| Acinetobacter 

1887472 1888937 Acinetobacter 
Moraxellaceae; Acinetobacter. 
ref|NR_025392.1| Acinetobacter ursingii 
72 1914310 Acinetobacter ursingii 
Acinetobacter. 
ref|NR_025327.1| Planctomyces maris 
04 Planctomyces maris Bacteria; 
Planctomyces. 
ref|NR_025300.1| Prevotella albensis 
17 Prevotella albensis Bacteria; 


2072216 2072239 22 45 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
2088974 2089017 1 44 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
1 RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Xanthomonadales; Sinobacteraceae; Nevskia. 
2107192 2107235 1 44 gi|219878115|ref|NR_025254.1| Alkanindiges 


Proteobacteria; 
2143524 2143567 1 


Gammaproteobacteria; 
2145029 2145072 1 


Proteobacteria; 


2175372 2175415 1 


2219260 2219303 1 
Bacteria; 
2234416 2234459 1 
Proteobacteria; 


2321216 2321259 1 


391 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


2322768 23228111 


514 16S ribosomal RNA, partial sequence 
Proteob 
270172 Bacteria_16S 
sublithincola str 
sublithincola Bacteria; 
270172 Bacteria_16S 


2423016 2423071 12 


Bacteroidetes; 
2521141 25211841 


strain SBK26 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Proteobacteria; 
2522621 2522664 1 


Proteobacteria; 


2528693 2528736 1 


Proteobacteria; 


16S ribosomal RNA, 


44 


44 


Gammaproteobacteria; 


44 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellace 


44 


strain KMM 3447 16S ribosomal RNA, partial seque 
Gammaproteobacteria; P 


44 


n CFBP 5705 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


44 


44 


acteria; Gammaproteobacteria; Pseudomonadales; P 


66 


ain QSSC9-3 16S ribosomal RNA, partial sequence 
Flavobacteria; Flavobacter 


44 


44 


rain DBK11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


44 


complete sequen 
Gammaproteobacteria; 


Pseu 


gi| 219857639 
2143068 21445 


Pseudomonadales; Pseudomonadaceae; 


gi| 219857638 
Pseudo: 


gi|219857616 
2174910 21764 


gi| 219857586 
gi|219857576 
Pseudo: 


gi] 219857515 
23207 


219857514 
23223 


gi 


gi|219857443 


gi| 219857363 


Pse 
gi| 219857362 


Pse 


ce 2106707 2108239 Alkanindiges 
domonadales; Moraxellaceae; 


ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
Pseudomonas. 

ref|NR_025227.1| Pseudomonas 

2144573 2146027 Pseudomonas 
monadales; Pseudomonadaceae; 


ref|NR_025205.1| Psychrobacter jeotgali 
03 Psychrobacter jeotgali Bacteria; 

ae; Psychrobacter. 

ref|NR_025174.1] Pseudomonas 

nce 2218792 2220307 Pseudomonas 
seudomonadales; Pseudomonadaceae; 


Pseudomonas 
2233956 2235447 Pseudomonas 
monadales; Pseudomonadaceae; 


ref|NR_025103.1| Pseudomonas brenneri 
64 2322265 Pseudomonas brenneri Bacteria; 
aceae; Pseudomonas. 
ref|NR_025102.1| Pseudomonas grimontii 
16 2323816 Pseudomonas grimontii 
seudomonadaceae; Pseudomonas. 
ref|NR_025031.1| Aequorivita 

2422553 2423991 Aequorivita 
iales; Flavobacteriaceae; Aequorivita. 
ref|NR_024951.1| Pseudomonas 

2520665 2522094 Pseudomonas 
udomonadales; Pseudomonadaceae; 


ref|NR_024950.1] Pseudomonas 
2522145 2523617 Pseudomonas 
udomonadales; Pseudomonadaceae; 


gi| 219857358 


ref|NR_024946.1| Pseudomonas fragi 


strain ATCC 4973 16S ribosomal RNA, partial sequence 2528225 2529682 Pseudomonas fragi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


270172 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
270172 Bact 
strain CIP 105470 
Proteobacteria; G 
270172 Bact 
strain CIP 105259 
Proteobacteria; G 
270172 Bact 
strain CIP 105274 
Proteobacteria; G 


270172 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


270172 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


270172 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


270172 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


270172 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


270172 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


270172 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


270172 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


270172 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


270172 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


270172 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


270172 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


270172 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


270172 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


270172 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


270172 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


270172 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


270172 Bacteria_16S 


DSM 
Proteobacteria; 


2403 16S ribo 
G 


eria_16 


eria_16 


eria_16 


2555447 2555490 1 44 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
s 2557013 2557056 1 44 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
s 2561639 2561682 1 44 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2570772 2570815 1 44 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2579893 2579936 1 44 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581459 2581502 1 44 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583029 2583072 1 44 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584598 2584641 1 44 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2595436 2595479 1 44 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597002 2597045 1 44 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2647704 2647747 1 44 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


na 


se 


se 


se 


se 


na 


na 


na 


se 


na 


qu 


, 


2700113 2700136 22 45 

ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2701656 2701679 22 45 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2715029 2715072 1 44 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


gi 


ue 
ri 


2853895 2853938 1 44 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858578 2858621 1 44 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2919991 2920034 1 44 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


na 


na 


L 
ct 


2974398 2974441 1 44 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3145102 3145125 22 45 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3177111 31771541 44 gi 


gi 


se 


ae 


ammaproteobacteria; Pseudomonadales; P 
3437260 3437303 1 44 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3438769 3438812 1 44 gi 


se 
en 


na 


ammaproteobacteria; Pseudomonadales; Mor 


219857340 


219857339 


219857336 


219857287 


219857281 


219857280 


219857279 


219857278 


219857271 


219857270 


219857226 


219857188 
2699606 27010 
ae; 
219857187 
2701149 27026 
ae; 
219857178 


219856888 


219856885 


219856843 


219846940 
2973936 29754 


219846825 
3144616 31460 


219846803 
16S ribosomal RNA, partial sequence 3176631 31781 


219846618 


219846617 
somal RNA, partial sequence 3438312 3439771 Acine 


25549 
dales; P 


25565 
udomonad 


25611 
udomonad 


25702 
udomonad 


25794 
udomonad 


25809 
dales; P 


25825 
dales; P 


25841 
dales; P 


25949 
udomonad 


25965 
dales; P 


ence 
Thiotric 


7, Prevot 


, Prevot 


nce 


a; Pseud 


28534 
dales; P 


28581 
dales; P 


sequence 
eria; Ps 


udomonad 


; Prevot 


udomonad 
ce 34368 


dales; M 


axellace 


270172 Bacteria_16S 


3440279 3440322 1 44 gi 


219846616 


ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref |NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024854.1 
2647248 264867 
hales; Piscirick 


ref|NR_024816.1 
ella. 
ref|NR_024815.1 


ella. 
ref|NR_024806.1 

2714566 271605 
omonadales; Mora 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024662.1 

2919511 292100 
eudomonadales; P 
ref|NR_026532.1 
acea 
ref 


e; Pseudomon 
NR_026417.1 


ella 
ref 


NR_026395.1 


aceae; Pseudomon 
ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref |NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 

Pseudomonas. 

Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


Prevotella salivae 


98 Prevotella salivae Bacteria; 


Prevotella shahii 


38 Prevotella shahii Bacteria; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Prevotella pallens 


69 Prevotella pallens Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Acinetobacter 

obacter radioresistens 

inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

r. 


ref|NR_026208.1 


Acinetobacter junii 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


270172 Bacteria_16S 
haemolyticus strain DSM 6962 16S ribosomal RNA, 
haemolyticus Bacteria; 
Acinetobacter. 
270172 Bacteria_16S 
baumannii strain 
baumannii Bacteri 
270172 Bacteria_16S 
strain B422 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
270172 Bacteria_16S 
franzmannii strain 301 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 


270172 Bacteria_16S 
strain B62 16S ribosomal RNA, 
Proteobacteria; 
270172 Bacteria_16S 
pelophila strain 
Proteobacteria; Gammaproteobacteria; Thiotric 


Bacteria; 


Bacteroidetes; 


3441788 34418311 44 


gi 
Proteobacteria; 


3443298 3443341 1 
DSM 30007 16S ribosomal RNA, 


44 gi 
complete 
3572836 3572859 22 45 gi 
Bacteroidia; Bacteroidales; 


3793074 3793113 11 50 gi 
Flavobacteria; 
3809657 3809700 1 44 


complete sequence 


gi 


3838584 3838627 1 44 gi 
4B 16S ribosomal RNA, partial sequence 


270172 Bacteria_16S 3905870 3905913 1 44 gi 
oryzihabitans strain L-1 16S ribosomal RNA, complete se 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobact 
Pseudomonas. 

270172 Bacteria_16S 4022185 4022228 1 44 gi 


alimentarius strain JG-100 16S ribosomal RNA, partial s 


alimentarius Bacteria; 
Psychrobacter. 
270172 Bacteria_16S 
strain SGT-108 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
270172 Bacteria_16S 4069030 4069073 1 44 gi| 219846173 |ref|NR_025763.1 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 40700 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
270172 Bacteria_16S 883660 883716 5 59 gi| 265678455 |ref|NR_028757.1 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Desulfacinum. 

270172 Bacteria_16S 696091 696112 23 44 gi| 265678585 |ref|NR_028890.1 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacte 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

270172 Bacteria_16S 745885 745906 23 44 gi| 265678549 |ref|NR_028853.1 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
270172 Bacteria_16S 1389609 1389638 12 41 gi|228716586|ref|NR_027553.1 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 139049 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibriona 
Bdellovibrio. 

270172 Bacteria_16S 3363969 3363990 23 44 gi|219846674|ref|NR_026266.1 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 336498 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verruco: 
Verrucomicrobium. 

270172 Bacteria_16S 3704839 3704860 23 44 gi|219846433|ref|NR_026024.1 
fusiformis strain FC4 16S ribosomal RNA, partial sequence 3704351 3705819 Prosth 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiac 
270172 Bacteria_16S 3706358 3706379 23 44 gi|219846432|ref|NR_026023.1 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosth 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiac 
270172 Bacteria_16S 3707876 3707897 23 44 gi|219846431|ref|NR_026022.1 
vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosth 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiac 
270172 Bacteria_16S 3709395 3709416 23 44 gi|219846430|ref|NR_026021.1 
dejongeii strain FC1l 16S ribosomal RNA, partial sequence 3708907 3710374 Prosth 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiac 
270172 Bacteria_16S 3766030 3766051 23 44 gi| 219846387 |ref|NR_025978.1 
acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
270172 Bacteria_16S 3865882 3865929 22 68 gi| 219846318 |ref|NR_025908.1 


strain 7728-L6C 1 
Bacteroidetes; 
270172 Bacteria_16S 
strain 01008 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacte 


4067490 4067533 1 44 


gi 


Bacteroidia; Bacteroidales; 
286328 286360 17 


Porphyromona 
49 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


complete 
Gammaproteobacteria; 


a; Proteobacteria; Gammaproteobacteria; 


219846615 


219846614 
sequence 


219846527 


3572354 35738 
Prevotellaceae; 


219846368 
37926 


219846356 


3809177 38107 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


219846336 
38381 
hales; Pis 
219846291 
quence 
eria; 


219846208 
equence 
ria; 


219846174 


4067035 40685 


6S ribosomal RNA, partial sequence 3865370 38668 


daceae; Po 
265678869 


sequence 
Pseudomonadales; 


Pseudomonadales; 


Flavobacteriaceae; 


Pseudomonadales; 


Pseudomonadales; 


ref|NR_026207.1 
3441331 344279 
Mora 


ref|NR_026206.1 
3442841 344429 
Moraxel 


ref|NR_026119.1 


ref|NR_025959.1 
06 3794045 Polari 
ref|NR_025947.1 
Pseudomon 
ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
NR_025881.1 
3905392 390691 
Pse 


ref|NR_025798.1 
4021723 402321 
Mora 


ref|NR_025764.1 


42 Porphyromonas 
rphyromonas. 


Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 

9 Acinetobacter 

laceae; Acinetobacter. 
Prevotella intermedia 


12 Prevotella intermedia Bacteria; 
Prevotella. 


Polaribacter 
bacter franzmannii 


Polaribacter. 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Thiomicrospira 

crospira pelophila 

; Thiomicrospira. 
Pseudomonas 

8 Pseudomonas 

udomonadaceae; 


Psychrobacter 
6 Psychrobacter 


xellaceae; 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Acinetobacter tandoii 
tandoii Bacteria; 
ns 
Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Porphyromonas macacae 
macacae Bacteria; 


ref |NR_029175.1 


Mycoplasma testudinis 


285875 287290 Mycoplasma testudinis Bacteria; 


270172 Bacteria_16S 


strain 70-159 


Tenericutes; Moll 
270172 Bacteria_16S 


ferriphilum st 
Bacteria; Nitr 


270172 Bacteria_16S 


barnesii strai 
Bacteria; Prot 


270172 Bacteria_16S 


ferrooxidans s 
Bacteria; Nitr 


301496 301528 17 49 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
795525 795565 1 41 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
980562 980605 6 50 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
1431994 1432034 1 41 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 


gi 
16S 


rai 
osp 


ns 
eob 


tra 
osp 


300996 30245 


265678859 


265678515 
nce 79504 
eptospiril 
265678390 
ce 98009 
obacterale 
224581434 
ence 14315 
eptospiril 


ref 


ref 


0 796555 Lepto 
lum. 


ref 


9 981569 Sulfu 
S; 


c 
ref 


17 1433000 Lepto 
lum. 


270172 Bacteria_16S 3519348 3519380 17 49 gi 
strain ATCC 33530 16S ribosomal RNA, partial sequence 

Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
270172 Bacteria_16S 3756955 3756987 17 49 gi| 219846394 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycop 
Mollicutes; Mycoplasmataceae; Mycoplasma. 
270172 Bacteria_16S 3859736 3859768 17 49 gi| 219846322 
strain 4229 16S ribosomal RNA, partial sequence 3859256 38606 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
270172 Bacteria_16S 4090388 4090443 11 66 gi|219846159 
strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 40913 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
270172 Fungi_16S 459 556 1 95 gi| 265678352 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
270172 Fungi_16Ss 1968 2065 1 95 gi| 265678351 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
270172 Fungi_16S 3506 3603 1 95 gi| 265678350 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
270172 Fungi_16S 5066 5163 1 95 gi| 265678349 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
270172 Fungi_16S 6622 6719 1 95 gi| 265678348 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
270172 Fungi_16S 8124 8221 1 95 gi| 265678342 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
270172 Fungi_16S 11091 11188 1 95 gi|219857175 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Nocardiaceae; Nocardia. 

270172 Fungi_16S 9612 9705 3 93 gi 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270172 Archaea_16S 34260 34282 22 44 gi 
vulcanius strain M7 16S ribosomal RNA, partial sequence 
Archaea; Euryarchaeota; Methanococci; Methanococcales; 

270172 Archaea_16S 28431 28452 23 44 gi 
indicus strain SL43 16S ribosomal RNA, partial sequence 
Archaea; Euryarchaeota; Methanococci; Methanococcales; 

270172 Archaea_16S 35722 35743 23 44 gi 
formicicus strain Mc-S-70 16S ribosomal RNA, partial se 
formicicus Archaea; Euryarchaeota; Methanococci; Methan 
270172 Archaea_16S 212255 212276 23 44 gi 
vannielii strain SB 16S ribosomal RNA, partial sequence 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococ 
270742 Bacteria_16S 1080255 1080352 2 99 gi| 265678323 
strain 21F-2 16S ribosomal RNA, partial sequence 1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
270742 Bacteria_16S 1704495 1704592 2 99 gi| 219878405 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 

echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 


219846563 
35188 


ref 


ref 


ref 


ref 


7 Ma 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


myce 


219857197 
10588 
nebacterin 
265678399 
33808 
Methanocal 
265678557 
27994 
Methanocal 
265678344 
quence 
ococcales; 
219846128 
21188 


ref 


eae; 
ref 


doco 
ref 


doco 
ref 


Met 
ref 


cace 
ref 


race 
ref 


ales 


49 3520338 Mycop 


lasma alvi Bacte 


e 10639 


35231 


29402 


35282 


9 213145 Metha 


1703281 17046 


NR_029165.1 


NR_028818.1 
s 


NR_028692.1 
xr 
ampylobacter 

NR_027216.1 
s 


NR_026155.1 
1 


NR_025985.1 
NR_025912.1 


NR_025749.1 


ribacter. 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_024803.1 
12137 

Cory 


tales; n 


NR_024825.1 


Nocardiacea 
NR_028701.1 
Methan 
ccaceae; Met 
NR_028861.1 
Methan 
ccaceae; Met 
NR_028646.1 
36655 
hanocaldococ 
NR_025718.1 


ae; Methanoc 
NR_028625.1 


ae; Acetobac 
NR_025544.1 

8 
; Methylocys 


270742 Bacteria_16S 1868709 1868806 2 99 gi| 219878289 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 


ref 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Leptospirillum 
pirillum ferriphilum 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 

Leptospirillum 
pirillum ferrooxidans 


Mycoplasma genitalium 
asma genitalium 


Mycoplasma alvi strain 
ria; Tenericutes; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Methanocaldococcus 
ocaldococcus vulcanius 
hanocaldococcus. 
Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 
Methanotorris 
Methanotorris 
caceae; Methanotorris. 
Methanococcus 
ococcus vannielii 
occus. 

Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 

Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 


NR_025428.1 


Chelatococcus 


1867493 1868858 Chelatococcus 


asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 


Chelatococcus. 


270742 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
270742 Bacteria_16S 


strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
270742 Bacteria_16S 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


frateurii strain 


frateurii Bacteri 


Gluconobacter. 


270742 Bacteria_16S 


strain DSM 3503 1 


2810536 2810633 2 99 gi 


2809318 28 


3005744 3005841 2 99 gi 
6 16S ribosomal RNA, partial sequence 


3419124 3419221 2 99 gi 


3575095 3575192 2 99 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 
strain TH-3 16S r 
Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 
strain J1 16S rib 
Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
270742 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
270742 Bacteria_16S 
niigataensis stra 
niigataensis Bact 
270742 Bacteria_16S 
aminovorans strai 
aminovorans Bacte 
270742 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


270742 Bacteria_16S 


VKM B1479 16S rib 


strain AAO8 16S r 


716151 716248 2 99 
ibosomal RNA, partial sequence 
Rhizobiales; 
768671 768768 2 99 
osomal RNA, partial sequence 
Rhizobiales; 
2 99 


gi 


gi 


825448 825545 gi 


826950 827047 2 99 gi 


1239159 1239256 2 99 gi 
in DSM7050 16S ribosomal RNA, partial 
1240675 1240772 2 


99 gi 


1570232 1570329 2 99 gi 


1580838 1580935 2 99 gi 
CFNEI 156 16S ribosomal RNA, partial 


ifer group; Sinorhizobium. 
1650914 1651011 2 
osomal RNA, partial sequence 


99 gi 


2709932 2710029 2 99 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 


strain 71 16S rib 


2825582 2825679 2 
osomal RNA, partial sequence 


99 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


270742 Bacteria_16S 


strain DSM 11603 


2994946 2995043 2 99 gi 


terium group; Agrobacterium. 


3106838 3106935 2 99 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


270742 Bacteria_16S 


strain LMG 7837 1 


3604210 3604307 2 99 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Sinorhizobium. 


270742 Bacteria_16S 


strain H152 16S r 


3657111 3657208 2 99 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


270742 Bacteria_16S 


strain PW2 16S ri 


3945662 3945759 2 99 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


956987 957077 9 99 gi 
strain BN12 16S ribosomal RNA, partial 


270742 Bacteria_16S 


2160888 2160986 2 99 gi 


ia; Rhodospirillales; Acetobacteraceae 


6S ribosomal RNA, partial sequence 3573863 35753 
714920 71638 
Phyll 


767437 76891 
Hypho: 


824212 825662 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


825713 827158 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
eria; Proteobacteria; Alphaproteobacte 


n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 


n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
270742 Bacteria_16S 


ia; Proteobacteria; Alphaproteobacteri 


1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
270742 Bacteria_16S 
2708714 27101 


2824364 28257 


16S ribosomal RNA, partial sequence 3105629 31070 


6S ribosomal RNA, partial sequence 3602996 36044 


3655877 36573 


3944448 39458 


Bacteria; Proteobacteria; Alphaproteob 


219857110 
10728 Asaia 
; Asaia. 
219846920 
30045 
locystacea 
219846632 
quence 

; Rhodospi 


, 


219846526 


Acetobacte 
265678571 


obacteriac 
265678534 


microbiace 
265678496 


sea. 
265678495 


sea. 
219878163 
sequence 

ria; Rhizo 
219878162 
equence 

ia; Rhizob 
219878173 
ce 15690 
les; Phyll 
219878491 
sequence 

a; Rhizobi 


219878442 


obacterace 
219857182 


Acetobacte 
219856907 


Acetobacte 
219846927 
quence 

ia; Rhizob 


219846851 


obacteriac 
219846504 


biaceae; S 


219846467 


biaceae; R 
219846262 


Acetobacte 
265678408 
sequence 
acteria; R 


219857628 


ref 
sia 


NR_024738.1 
mensis Bacte 


ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026224.1 

3417892 341936 
rillales; Acetob 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref |NR_028876.1 


Aminobacte 
NR_028838.1 


eae; 
ref 


Devosia. 
NR_028799.1 
trisii Bacte 


ae; 
ref 
ves 


ref 
ene 


NR_028798.1 
ae Bacteria 


, 


ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


, 


ref|NR_025581.1 


ae; 
ref 


Labrys. 
NR_024810.1 


race 
ref 


ae; Asaia. 
NR_024728.1 


raceae; Asaia. 
ref|NR_026519.1 

2993732 299516 
iales; Rhizobiac 


ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 
ref|NR_026059.1 
hizo 
ref 


bium/Agrobac 
NR_025852.1 


raceae; Acidocel 


Asaia siamensis strain 
ria; Proteobacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
r. 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Defluvibacter 
ibacter lusatiensis 
efluvibacter. 
Sinorhizobium 
0 Sinorhizobium 
ae; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Agrobacterium 
8 Agrobacterium 
eae; 


Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 


ref|NR_028710.1 
955748 957207 
hizobiales; Phyl 


ref|NR_025217.1 


salitolerans strain PA 51 16S ribosomal RNA, partial sequence 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Swaminathania. 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Swaminathania 


159648 216110 


is} 


2 Swaminathania 


270742 Bacteria_16S 4018368 4018458 9 99 
strain SW-154 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Kangiella. 


270742 Bacteria_16S 382530 382627 2 99 


gi 
40 


gi 


lavamentivorans strain DS-1 16S ribosomal RNA, partial 


lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Parvibaculum. 


270742 Bacteria_16S 668023 668120 2 99 


entanii strain LTH4560 16S ribosomal RNA, partial sequence 


Bacteria; 


270742 Bacteria_16S 784189 784286 2 99 


satelles strain VPI D143K-13 16S ribosomal RNA, partial 


satelles Bacteria; 
270742 Bacteria_16S 
strain JCM 21370 


Firmicutes; Clostridia; 


1071434 1071531 2 99 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


Clostridiales; 


gi 


16S ribosomal RNA, partial sequence 1070184 10716 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 1093980 1094077 2 99 


indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
270742 Bacteria_16S 


1095421 1095518 2 99 


gi 


gi 


strain NBRC 13755 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 1354171 1354268 2 99 


gi 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteri 


Gluconacetobacter. 


270742 Bacteria_16S 1406785 1406882 2 99 


cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 


270742 Bacteria_16S 1647927 1648024 2 99 


strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 1649424 1649521 2 99 


DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stell 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


270742 Bacteria_16S 1750136 1750233 2 99 


strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 1751628 1751725 2 99 


strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 1987484 1987581 2 
ferrugineus strain Cb fel8 16S ribosomal RNA, 
ferrugineus Bacteria; Proteobacteria; 
Cystobacteraceae; Cystobacter. 
270742 Bacteria_16S 2762295 2762392 2 99 
strain Yo-3 16S ribosomal RNA, partial sequence 


99 


gi 


complete 
Deltaproteobacteria; 


gi 


2761077 27624 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 2937277 2937374 2 
multivorum strain AIU 301 16S ribosomal RNA, 


99 


Acidiphilium. 
270742 Bacteria_16S 
europaeus strain 
Bacteria; 
270742 Bacteria_16S 3118917 3119014 2 

intermedius strain TF2 16S ribosomal RNA, 
Bacteria; 
270742 Bacteria_16S 


3004235 3004332 2 


99 


99 


3553891 3553988 2 99 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


hansenii Bacteria; 
Gluconacetobacter. 
270742 Bacteria_16S 


3555422 3555519 2 99 


liquefaciens strain IFO 12388 16S ribosomal RNA, partial 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Gluconacetobacter. 
270742 Bacteria_16S 


3570549 3570646 2 99 


gi 


complete sequence 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


DES11 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


complete sequence 31176 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


gi 


gi 


219846211 
17086 40185 


265678800 
sequence 

265678604 
66678 
265678523 

sequence 
Lachnos 


265678330 


Rhodospiri 
265678314 


265678313 
10942 


228720330 
sequence 

219857143 
Rhod 
219878444 


Acetobacte 
219878443 


Stella. 
219878374 


Acetobacte 
219878373 


Acetobacte 
219878204 
sequence 
Myxoco 


219857145 


Acetobacte 
219856832 


Rhodosp 


219846921 
30029 


219846843 


219846541 
Rhodospir 
219846540 


sequence 
Rhodo 


219846529 


Rhizobiales; 


Rhodospirillales; Ac 


Acetobacteraceae 


ref |NR_025801.1 


ref |NR_029105.1 
381306 382756 


ref |NR_028909.1 


ref |NR_028827.1 

782926 784381 
piraceae; 
ref |NR_028632.1 


llaceae; Tistrel 
ref |NR_028616.1 
1092739 109419 


ref |NR_028615.1 


ref|NR_027591.1 
1352934 135441 
a; 


ref|NR_024771.1 

1405568 140698 
ospirillales; Ac 
ref|NR_025583.1 
raceae; Stella. 
ref|NR_025582.1 
a humosa Bacteri 
ref|NR_025513.1 


raceae; Acetobac 
ref|NR_025512.1 


raceae; Acetobac 
ref |NR_025343.1 

1986193 198770 
ccales; Cystobac 
ref|NR_024773.1 
raceae; Kozakia. 
ref|NR_024651.1 

2936039 293748 
irillales; Aceto 


ref |NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref |NR_026435.1 
80 3119160 Glucon 


ref|NR_026133.1 


3552654 355413 
illales; Acetoba 


spirillales; 


ref|NR_026121.1 


strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 


Acetobacter subgen. Acetobacter. 


Rhodospirillales; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Parvibaculum 
Parvibaculum 


Phyllobacteriaceae; 


Gluconacetobacter 


6 668269 Gluconacetobacter entanii 
Acetobacteraceae; 


Gluconacetobacter. 
Shuttleworthia 
Shuttleworthia 


Shuttleworthia. 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Acetobacter 
2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 


43 1095577 Acetobacter peroxydans 
Acetobacteraceae; 


Acetobacter. 
Gluconacetobacter 

8 Gluconacetobacter 
Acetobacteraceae; 


Acetobacter 
1 Acetobacter 


etobacteraceae; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Cystobacter 
9 Cystobacter 
terineae; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Gluconacetobacter 

acetobacter europaeus 

; Gluconacetobacter. 
Gluconacetobacter 

acetobacter intermedius 

; Gluconacetobacter. 
Gluconacetobacter 

4 Gluconacetobacter 

cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 


tobacteraceae; 


Acetobacter aceti 


3569313 357079 


2 Acetobacter aceti 


270742 Bacteria_16S 3591906 3592003 2 99 gi|219846515|ref|NR_026107.1 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 359214 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Acetobacter. 

270742 Bacteria_16S 3944203 3944300 2 99 gi| 219846263 |ref|NR_025853.1 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidip 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
270742 Bacteria_16S 3947123 3947220 2 99 gi|219846261|ref|NR_025851.1 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
270742 Bacteria_16S 3950044 3950141 2 99 gi|219846259|ref|NR_025849.1 
strain 101 16S ribosomal RNA, partial sequence 3948831 39502 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
270742 Bacteria_16S 3581043 3581138 2 97 gi|219846522|ref|NR_026114.1 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 358126 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillale 
Roseococcus. 

270742 Bacteria_16S 3076702 3076799 2 99 gi|219846871|ref|NR_026463.1 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 30769 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
270742 Bacteria_16S 63371 63468 2 99 gi|265679022|ref|NR_029330.1 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
270742 Bacteria_16S 261362 261459 2 99 gi| 265678887 |ref|NR_029195.1 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
270742 Bacteria_16S 273454 273551 2 99 gi| 265678878 |ref|NR_029184.1 


CFN 42 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
270742 Bacteria_16S 355496 355593 2 99 
strain AS130 16S ribosomal RNA, partial sequence 


gi 


270742 Bacteria_16S 431901 431998 2 99 gi 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial 
subsp. rosea Bact 
Roseomonas. 
270742 Bacteria_16S 448892 448989 2 99 
strain 5424 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
270742 Bacteria_16S 560524 560621 2 99 gi 
strain 173-96 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
270742 Bacteria_16S 584621 584718 2 99 gi 
seriniphilus stra 
seriniphilus Bact 
Paracoccus. 
270742 Bacteria_16S 
acidiphila strain 
Bacteria; Proteob 
270742 Bacteria_16S 
strain SCII24 16S 


gi 


650069 650166 2 99 gi 


678740 678837 2 99 
ribosomal RNA, partial sequence 


gi 


270742 Bacteria_16S 
grignonense strai 
grignonense Bacte 
270742 Bacteria_16S 


680184 680281 2 99 gi 


707049 707146 2 99 

strain 111-35 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
270742 Bacteria_16S 742282 742379 2 99 gi 
strain MDA5527 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
270742 Bacteria_16S 794806 794903 2 99 gi 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


270742 Bacteria_16S 
strain AMX51 16S 


843707 843804 2 99 
ribosomal RNA, partial sequence 


gi 


270742 Bacteria_16S 
algidixylanolytic 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; 
270742 Bacteria_16S 1025858 1025955 2 99 gi 
strain SH22623 16S ribosomal RNA, partial sequence 


932164 932261 2 99 gi 


272240 273697 Rhizo 
Rhizobi 


354284 35569 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 


eria; Proteobacteria; Alphaproteobacte 


447654 44913 


559287 56077 


in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


677507 67890 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


705889 70720 


741046 74252 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


um strain SPL73 16S ribosomal RNA, par 
Cc 


um/Agrobac 
265678820 


microbiace 
265678767 
sequence 

ria; Rhodo 


265678756 


Acetobacte 
265678679 


Acetobacte 
265678663 
equence 

ria; Rhodo 


265678618 
e 64884 
les; Beije 
265678597 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678578 


Dorea. 
265678553 


Acetobacte 
265678516 

79361 
biaceae; R 
265678484 


rhizobiace 
265678424 
tial seque 
lostridial 


teri 
ref 


ae; 
ref 


spir 
ref 


race 
ref 


race 
ref 


bact 
ref 


rinc 
ref 


chro 
ref 


iale 
ref 


ref 


race 
ref 


hizo 
ref 


ae; 
ref 
nce 
es; 


265678361 


bium etli Bacte 


430661 432145 


583422 58483 


0 650254 Methy 


4 Ochrobactrum 


678955 68042 


1 794989 Rhizo 


xr 
um group; Rh 
NR_029125.1 


Rhodoplanes 
NR_029072.1 


illales; Ace 
NR_029061.1 


ae; Roseomon 
NR_028984.1 


ae; Roseomon 
NR_028968.1 
ih 
erales; Rhod 
NR_028923.1 
1 
kiaceae; Met 
NR_028902.1 


bactrum. 
NR_028901.1 
6 
s; Brucellac 
NR_028883.1 


NR_028857.1 


ae; Roseomon 
NR_028819.1 
b 
bium/Agrobac 
NR_028787.1 


Bosea. 
NR_028726.1 

930884 
Clostridiace 


ref 


s: 


Acetobacter 
8 Acetobacter 
tobacteraceae; 


Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidiphilium cryptum 


, 


cryptum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Roseococcus 

5 Roseococcus 

; Acetobacteraceae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Paracoccus 
Paracoccus 

obacteraceae; 


Methylocapsa 

ocapsa acidiphila 
hylocapsa. 
Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 
eae; Ochrobactrum. 
Dorea longicatena 


4 Dorea longicatena Bacteria; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 

Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Clostridium 
932385 Clostridium 
ae; Clostridium. 


NR_028663.1 


Rhizobium yanglingense 


1024681 1026037 Rhizobium yanglingense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


270742 Bacteria_ 


temperatum strain 
temperatum Bacter 


270742 Bacteria_ 


metallireducens s 
metallireducens B 


270742 Bacteria_ 


tianshanense stra 
tianshanense Bact 


Mesorhizobium. 


270742 Bacteria_16S 
strain SO2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
270742 Bacteria_16S 
septentrionale strain SDW 014 16S ribosomal RNA, partia 
septentrionale Bacteria; Proteobacteria; Alphaproteobac 


Mesorhizobium. 


270742 Bacteria_16S 
strain PC18 16S r 
Clost 
270742 Bacteria_16S 
lipocyclicus stra 
lipocyclicus Bact 
270742 Bacteria_16S 
strain T4 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
270742 Bacteria_16S 
gallinifaecis str 
gallinifaecis Bac 
270742 Bacteria_16S 


Firmicutes; 


chacoense strain 
Bacteria; 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
270742 Bacteria_16S 
strain H-8 16S ri 


Proteob 
270742 Bacteria_16S 


1515894 1515991 2 99 


gi 


1518900 1518997 2 99 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1582348 1582445 2 99 gi 


gi 


1629645 1629742 2 
osomal RNA, partial sequence 


99 gi 


1657056 1657153 2 99 


gi 
1890216 1890313 2 99 gi 
PR5 16S ribosomal RNA, partial sequenc 


2023983 2024080 2 99 gi 
16S ribosomal RNA, partial sequence 


2154861 2154958 2 99 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 
zeaxanthinifacien 
zeaxanthinifacien 


Paracoccus. 


270742 Bacteria_16S 


strain CCBAU 7104 
Bacteria; 
Rhizobium. 


270742 Bacteria_16S 


strain ACCC 19665 
Bacteria; 


strain hl 16S rib 


strain IM1 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

270742 Bacteria_16S 2926729 2926826 2 99 gi|219856839|ref|NR_024658.1 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 292697 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Paracoccus. 

270742 Bacteria_16S 3072238 3072335 2 99 gi|219846874|ref|NR_026466.1 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustri 


Proteob 


Proteob 
270742 Bacteria_16S 


2159373 2159470 2 99 gi 
s strain ATCC 21588 16S ribosomal RNA, 


2245787 2245884 2 99 gi 
2 16S ribosomal RNA, partial sequence 


2623964 2624061 2 99 gi 
16S ribosomal RNA, partial sequence 


2631642 2631739 2 
osomal RNA, partial sequence 


99 gi 


2663368 2663465 2 99 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


270742 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


270742 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


270742 Bacteria_16S 


3132314 31324112 99 gi 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


3232434 3232531 2 99 


gi 


Clostridiales Fa 
99 gi 


ridia; Clostridiales; 
3684535 3684632 2 


in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


acteria; Alphaproteobacteria; Rhizobia 


s Bacteria; Proteobacteria; Alphaprote 


acteria; Alphaproteobacteria; Rhizobia 


acteria; Alphaproteobacteria; Rhizobia 


bi 


1 
te 


H 


al 


ri 


ri 


s 
er 


e 


le 


au 


Ac 


p 
ob 


le 


le 


ho 


ri 


s 


mi 


ia; 


1486230 14876 


aceae; 


219878113 


sequenc 
ria; 


219857618 
1517647 15191 
espellia. 
219878490 
sequenc 
Rhodo 
219878457 
1628419 16298 
nckiacea 
219878437 
equence 
Rhiz 
219878272 


a; 


ia; 


1888 


s; Phyl 


219878180 


2022 
lobacte 


219857632 
2153652 21550 


etobact 


219857629 


artial 
acteria 


219857569 


2244 


s; Rhiz 


219857249 


2622 


s; Phyl 


219857238 
2630432 26317 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
270742 Bacteria_16S 


dobacte 


219857215 
2662145 26634 


nckiace 


219846834 


equence 


; Rhizo 


219846766 
16S ribosomal RNA, partial sequence 3231181 32326 


ly XI. 


219846448 


Rhi 


Rhizobium/Agrobac 
ref|NR_025252.1 
1514694 151610 


zobiales; Phyllo 


e 


ref|NR_025207.1 


ref|NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella. 
ref|NR_025576.1 
1655822 165727 
obiales; Brucell 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025221.1 


9 
1 


7 
r 


erace 
ref 
eque 


Rho 


ae; Rubritep 
NR_025218.1 
nce 215819 
dobacterales 


s 


, 


ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


5 
° 


ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref |NR_024843.1 


7 
1 


r 


ae; Methylocella. 
ref|NR_026426.1 
131100 313253 


iales; Phyllobac 


w 


b 


ref|NR_026358.1 
56 Peptoniphilus 


Incertae Sedis; P 


16S 1243663 1243760 2 99 gi|219878114|ref|NR_025253.1| Mesorhizobium 

SDW 018 16S ribosomal RNA, partial sequence 1242462 1243864 Mesorhizobium 

ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
16S 1245204 1245301 2 99 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
train 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
16S 1485937 1486034 2 99 gi|219857250|ref|NR_024880.1| Mesorhizobium 
in A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
eria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

1487450 1487547 2 99 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Rhodovarius 
8 Rhodovarius 


Methylocella tundrae 


tundrae Bacteria; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 
Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 
Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Methylarcula terricola 


terricola Bacteria; 


ula. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Methylocella palustris 
s Bacteria; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 


ref |NR_026039.1 


Ochrobactrum anthropi 


strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


270742 Bacteria_16S 


strain UPM-Ca7 16 


3801367 3801464 2 99 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


270742 Bacteria_16S 
strain OP 16S rib 


3942742 3942839 2 
osomal RNA, partial sequence 


99 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 
strain KLB 16S ri 


3948588 3948685 2 99 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 


strain NZP 2213 1 


3968075 3968172 2 
6S ribosomal RNA, 


99 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


270742 Bacteria_16S 
salexigens strain 
Proteob 
270742 Bacteria_16S 


Bacteria; 


strain gal 1261 1 


Paracoccus. 


270742 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


270742 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


270742 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


270742 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


270742 Bacteria_16S 
in DSM 10349 16S ribosomal RNA, partia 
Clostrid 


aeronauticum stra 
aeronauticum Bact 


270742 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


270742 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


270742 Bacteria_16S 


aminovalericum st 
aminovalericum Ba 


270742 Bacteria_16S 


strain MB312 16S 


3971025 3971122 2 99 gi 
acteria; Alphaproteobacteria; Rhodobac 
3980971 3981068 2 99 gi 


4134909 4135006 2 99 gi 
in BC74171 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1721253 1721349 3 99 gi 
obacteriales; 
3578111 3578199 2 

216 16S ribosomal RNA, 


Fusobacteriaceae; 
90 gi 
complete seque 


98120 98202 17 99 gi 
ain Bra2 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


1096865 1096963 2 99 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


3243175 3243257 17 99 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 
3247714 3247812 1 99 gi 
Firmicutes; Clostridia; 
40479 40576 2 99 gi 
F-2 16S ribosomal RNA, complete seque 
tes; Bacillales; Staphylococcus. 

67908 68005 2 99 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


eria; 


189610 189707 2 99 gi 
rain DSM 1283 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
352576 352673 2 99 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


270742 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


270742 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


270742 Bacteria_16S 


strain AU476 16S 


455122 455219 2 99 gi| 265678751 
S ribosomal RNA, complete sequence 453819 45536 
lales; Macrococcus. 
465654 465751 2 99 gi| 265678741 
ribosomal RNA, partial sequence 464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
542140 542237 2 99 gi| 265678691 


270742 Bacteria_16S 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


364450 364547 2 99 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
453523 453620 2 99 gi 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 


tes; Bacillales; Staphylococcus. 


3800153 38015 


3941522 39429 


3947368 39487 


complete sequence 3966839 39683 


WS 68 16S ribosomal RNA, partial sequ 


6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
270742 Bacteria_16S 
haeundaensis stra 
haeundaensis Bact 


16S ribosomal RNA, partial sequence 1719990 17214 
Cetoba 


acteria; Alphaproteobacteria; Rhizobia 
270742 Bacteria_16S 


351363 35277 


452220 45376 


219846362 


obacteriac 
219846264 


Acetobacte 
219846260 


Acetobacte 
219846247 


obacteriac 
219846245 
ence 39698 
terales; R 
219846238 


biaceae; R 
219846124 
sequence 

ria; Rhodo 


219878394 


cterium. 

219846524 
nce 35769 
les; Brady 
265678998 
quence 
eria; 


Desu 


265678312 
1 sequence 
ia; Rhodos 


219846759 
quence 

; Desulfov 
219846756 
1 sequence 
iales; Pep 
265679037 
nce 39179 


265679019 
sequence 
cteria; Sp 


265678937 
al sequenc 
idiales; C 
265678823 


biaceae; R 
265678812 
ence 36326 
terales; C 
265678752 


ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref |NR_025828.1 


hizo 
ref 


bium/Agrobac 
NR_025714.1 
133716 413512 
bacterales; Rhod 


rs 


ref |NR_025533.1 
59 Cetobacterium 


ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref |NR_029306.1 

96815 98277 
lfobacterales; D 
ref|NR_028614.1 

1095628 109707 
pirillales; Acet 


ref |NR_026351.1 
3241884 324339 
ibrionales; Desu 


ref|NR_026348.1 
3246473 324794 
tococcaceae; Des 
ref|NR_029345.1 
40723 Staphy 


ref |NR_029327.1 
66694 68135 
hingomonadales; 


ref|NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref|NR_029128.1 


hodobium. 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref |NR_029057.1 


ref|NR_029056.1 


ref|NR_029046.1 


llac 
ref 


eae; Inquili 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Mesorhizobium loti 
loti Bacteria; 
um. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Paracoccus 

3 Paracoccus 

obacteraceae; 


Cetobacterium somerae 
somerae Bacteria; 


Blastobacter 
bacter capsulatus 
astobacter. 
Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Acetobacter 
0 Acetobacter 
obacteraceae; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 

Staphylococcus 
lococcus condimenti 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Clostridium 

Clostridium 
lostridium. 

Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 


NR_028996.1 


Staphylococcus 


540862 542331 Staphylococcus nepalensis 


270742 


hassiacum strain 
Bacteria; 


270742 


aurantiaca strain 
Bacteria; 


270742 


strain 3-p 16S ri 


Bacteria_16S 


Proteob 
Bacteria_16S 


Proteob 
Bacteria_16S 


593641 593738 2 


698308 698405 2 


743774 743871 2 


99 


99 


99 


bosomal RNA, partial sequence 


gi 


W-51 16S ribosomal RNA, partial sequen 


acteria; Alphaproteobacteria; Sphingomonadales; 


gi 


CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 


gi 
74 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter. 


270742 


strain FC 097-2 1 
Tenericutes; Moll 


270742 


succinus subsp. 


270742 


strain W1-2B 16S 


270742 


DSM 14365 16S rib 
Bacteria; 


270742 
subsp. 
subsp. 
270742 
subsp. 


270742 


carnosus subsp. 
carnosus subsp. 


270742 


hafniense strain 
DCB-2 Bacteria; 


270742 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


270742 


strain SMP-10 16S 
Proteobacteria; 


270742 


strain GD521 16S 
Firmicutes; 


270742 
subsp. 
subsp. 
270742 
strain 


270742 


jannaschiana stra 
jannaschiana Bact 


270742 


johannae strain C 
johannae Bacteria; 
Gluconacetobacter. 


270742 


strain MHS-3 16S 


270742 


floricola strain 
Bacteria; 


270742 


vitulinus strain 
vitulinus Bacteri 


270742 


equorum st 
equorum Ba 


urealyticu 
capitis subsp. ur 


sciuri str 
sciuri Bac 


USDA 9030 


Bacteria_16S 


Bacteria_16S 
6S 


Bacteria_16S 
s 


Bacteria_16S 


Bacteria_16S 
Proteob 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 
c 
c 
Bacteria_16S 


F 
Bacteria_16S 


Bacteria_16S 
Bacteria_16S 
Bacil 
Bacteria_16S 
Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Proteob 
Bacteria_16S 


a; 
Bacteria_16S 


cteria; 


irmicutes; 


teria; 


872532 872629 2 


986040 986129 2 


ribosomal RNA, 


1019689 1019786 2 


1069918 1070015 2 


1210494 1210591 2 


1294763 1294860 2 


Firmicutes; 


1320600 1320697 2 


1322142 1322239 2 


1341977 1342074 2 


Clostridia; 
1397809 1397906 2 


1405309 1405406 2 


1434333 1434430 2 


Staphylococcus. 
1479854 1479951 2 


Firmicutes; 
1503915 1504012 2 


2013641 2013738 2 


2509788 2509885 2 


2542538 2542635 2 


2696237 2696334 2 


2908495 2908592 2 


Firmicutes; Bacillales; 
2910041 2910138 2 


99 


91 


99 


99 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


99 


osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 


99 


99 


99 


Firmicutes; 


99 


99 


99 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nannocystineae 


99 


ribosomal RNA, partial sequence 
lales; 


99 


99 


99 


99 


99 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae 


; Hyphomona 

99 gi|219857191|ref|NR_024819.1 

e 2695010 2696445 Saccha 

rillales; Acetobacteraceae 

99 gi|219856851|ref|NR_024670.1 

sequence 2907194 290869 
Staphylococcus. 

99 gi|219856850|ref|NR_024669.1 


gi 


in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


gi 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


gi 


uccinus strain AMG-D1 16S ribosomal RNA, 


Staphylococcus succinus subsp. succinus Bacteria; 


gi 
10 


gi 
12 


gi 


rain PA 231 16S ribosomal RNA, partial 
Bacillales; 


gi 


s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 


gi 


arnosus strain 361 16S ribosomal RNA, 


arnosus Bacteria; Bacillal 


gi 


DCB-2 16S ribosomal RNA, partial seque 
Clostridiales; 


gi 


RS 2060 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


ain DSM 20345 16S ribosomal RNA, compl 


Bacillales; Staphyl 


gi 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


gi 


in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


gi 


FN-Cf£55 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi 


S-877 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhodospi 


ATCC 51145 16S ribosomal RNA, partial 


Staphy 


1404010 14055 


1433051 14345 


2541332 25426 


265678657 
ce 59240 


265678584 
nce 69711 
terales; C 
265678551 
2578 74395 
Rhodospiri 
265678464 
sequence 
ria; Rhodo 


265678387 


265678365 
complet 


265678331 
68707 10701 
aulobacter 
228715350 
09193 12106 
ales; Nann 
228715348 
sequence 
lococcus. 
228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
228721140 
nce 13406 
Peptococca 
228715764 


219857153 


224581433 


219878381 


ococcus. 
219846475 


219878187 
al sequenc 
ria; 
219857371 


Rhodospir 


219857349 


Firmicutes; 


ref 


ref 


ref 


llac 
ref 


ref 


Rhiz 
ref 
; Ha 


ref 


ref 


ete sequence 1478573 14801 


ref 


ref 


ref 


illa 


ref 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 
pasteuri Bacteria; Firmicutes; Bacillales; 


Staphylococcus. 


8 593892 Novos 
Sphingomonadace 


8 698533 Brevu 
aulobacteraceae 


871314 87276 
spir 


5 Acholeplasma 


1396599 13980 


e 2012455 20138 
Rhodobact 


2508571 25100 


NR_028962.1 


NR_028889.1 


NR_028855.1 


eae; Rhodoci 
NR_028767.1 
0 
illales; Ac 


NR_028689.1 


3 
obiales; Met 


NR_024781.1 


liangiaceae; 
NR_027215.1 


NR_025520.1 
0 


NR_026067.1 


bium/Agrobac 
NR_025326.1 
6 
erales; Hyph 
NR_024959.1 
1 
a 


les; Acetob 


NR_024937.1 


Ss. 


Novosphingobium 


phingobium hassiacum 
ae; Novosphingobium. 


Brevundimonas 


ndimonas aurantiaca 
, 


Brevundimonas. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Gluconacetobacter 
Gluconacetobacter 


etobacteraceae; 


Acholeplasma vituli 


vituli Bacteria; 


eplasma. 
ref|NR_028667.1| Staphylococcus 
e sequence 1018386 1019933 
Bacillales; Staphylococcus. 

ref |NR_028633.1| Brevundimonas nasdae 
33 Brevundimonas nasdae Bacteria; 
aceae; Brevundimonas. 
ref|NR_027522.1| Haliangium ochraceum 
99 Haliangium ochraceum DSM 14365 
ocystineae; Haliangiaceae; Haliangium. 
ref|NR_027520.1|] Staphylococcus equorum 

1293463 1294956 Staphylococcus equorum 
ref|NR_027519.1| Staphylococcus capitis 
uence 1319300 1320791 Staphylococcus 
hylococcus. 
ref|NR_027518.1| Staphylococcus 
quence 1320842 1322334 Staphylococcus 
lococcus. 
ref|NR_027603.1| Desulfitobacterium 
74 1342203 Desulfitobacterium hafniense 
ceae; Desulfitobacterium. 
ref|NR_027539.1| Methylobacterium 


3 Methylobacterium 
hylobacteriaceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 
Rhizo 


terium group; Rhizobium. 
Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Gluconacetobacter 

7 Gluconacetobacter 
cteraceae; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Saccharibacter 

ribacter floricola 

; Saccharibacter. 
Staphylococcus 

0 Staphylococcus 


Staphylococcus 


2908741 2910234 Staphylococcus 


270742 Bacteria_16S 2911585 2911682 2 99 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

270742 Bacteria_16S 2913127 2913224 2 99 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

270742 Bacteria_16S 2914671 2914768 2 99 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

270742 Bacteria_16S 2916214 2916311 2 99 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

270742 Bacteria_16S 2917756 2917853 2 99 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

270742 Bacteria_16S 3026734 3026831 2 99 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
270742 Bacteria_16S 3197852 3197949 2 99 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

270742 Bacteria_16S 3264155 3264252 2 99 gi|219846745|ref|NR_026337.1| Pedomicrobium 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
270742 Bacteria_16S 3579575 3579672 2 99 gi|219846523|ref|NR_026115.1| Blastobacter 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 3579789 Blastobacter 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
270742 Bacteria_16S 3646456 3646553 2 99 gi|219846474|ref|NR_026066.1| Rhizobium mongolense 
strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 3646664 Rhizobium mongolense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
270742 Bacteria_16S 3686100 3686197 2 99 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
270742 Bacteria_16S 3845508 3845605 2 99 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 3845697 Staphylococcus warneri Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

270742 Bacteria_16S 3976798 3976895 2 99 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

270742 Bacteria_16S 20905 20995 9 99 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

270742 Bacteria_16S 149772 149870 2 99 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

270742 Bacteria_16S 238702 238792 9 99 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

270742 Bacteria_16S 240249 240339 9 99 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

270742 Bacteria_16S 241835 241925 9 99 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

270742 Bacteria_16S 1149933 1150031 2 99 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 


strain AAFu3 16S 
Deferribacteres; 


270742 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


270742 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


270742 Bacteria_16S 


ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
1196851 1196949 2 99 gi 
2809 16S ribosomal RNA, partial sequen 
eferribacteres; Deferribacterales; Def 
1360192 1360282 9 99 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

1534184 1534274 9 


99 gi 


1148654 11501 


Geovibrio 
228715574 
ce 11955 
erribacter 
228720024 
quence 
bacteria; 


219857425 


ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_027587.1 
1358923 136041 
Burkholderiales; 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; Bur 


kholderia cepacia complex. 


27 Geovibrio thiophilus Bacteria; 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 

Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Burkholderia 


ref |NR_025013.1 
1532915 153432 


2 Burkholderia 


270742 Bacteria_16S 2127825 2127907 17 99 gi|219857650|ref|NR_025239.1 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 212798 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectot 
Thioalkalispira. 

270742 Bacteria_16S 2300679 2300777 2 99 gi|219857530|ref|NR_025118.1 
strain 63287 16S ribosomal RNA, partial sequence 2299447 23008 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
270742 Bacteria_16S 4101507 4101597 9 99 gi|219846152|ref|NR_025742.1 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitin 


Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitin 
270742 Bacteria_16S 4220623 4220721 1 99 gi|219846061|ref|NR_025651.1 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 422083 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae 
270742 Bacteria_16S 5815 5912 2 99 gi|265679060|ref|NR_029368.1 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
270742 Bacteria_16S 7276 7373 2 99 gi|265679059|ref|NR_029367.1 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
270742 Bacteria_16S 17786 17883 2 99 gi|265679052|ref|NR_029360.1 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270742 Bacteria_16S 122660 122757 2 99 gi| 265678981 |ref|NR_029289.1 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobact 
270742 Bacteria_16S 200278 200375 2 99 gi|265678930|ref|NR_029238.1 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 


acetylenicus Bacteria; 


Pelobacter. 


270742 Bacteria_16S 
strain B-3 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
270742 Bacteria_16S 
saccharolyticus strain S 
saccharolyticus Bacteria; 
270742 Bacteria_16S 
strain 2678 16S ribosoma 
Proteobacteria; Alphaproteobacteria; 


group. 


270742 Bacteria_16S 


strain MK (Kaplan 


Proteobacteria; Alphaproteobacteria; 


fever group. 


270742 Bacteria_16S 


subsp. berkhoffii 
subsp. berkhoffii 


270742 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 


Proteobacteria; 


303796 303893 2 99 gi 


313027 313124 2 99 gi 
Firmicutes; Bacillales; 
316032 316129 2 99 
1 RNA, partial sequence 


Rickettsiales; 


gi 


Ric 


317496 317593 2 99 gi 
) 16S ribosomal RNA, partial sequence 
Rickettsiales; 


318986 319083 2 99 gi 
strain 93-C01 16S ribosomal RNA, part 


Deltaproteobacteria; 


Desul 


265678858 
302503 30397 


265678852 
1 16S ribosomal RNA, partial sequence 

Staphylococcus. 
265678850 
314818 31623 
kettsiaceae; 


265678849 


31628 


Rickettsiaceae; 


265678848 
ial sequence 317746 3 


Bacteria; Proteobacteria; Alphaproteobacteria; 


356975 357072 2 99 
ribosomal RNA, partial sequence 
Sphingomonadales; 
371886 371983 2 99 gi 


gi 


265678818 
355741 35715 
Sphingomonadac 
265678807 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 


denitrificans Bac 
Pseudovibrio. 


270742 Bacteria_16S 


373384 373481 2 99 gi 


teria; Proteobacteria; Alphaproteobacteria; 


Rhodobacterales; 


265678806 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


270742 Bacteria_16S 


strain AIP 354.02 
Firmicutes; 


270742 Bacteria_16S 
rudongensis strain AS1.1761 16S ribosomal RNA, partial 


Clostridia; Clostridiales; Lachnospiraceae; 


394848 394945 2 99 gi 
16S ribosomal RNA, partial sequence 
464145 464242 2 


99 gi 


rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; 


270742 Bacteria_16S 


551405 551502 2 99 gi 


265678792 


39362 


Oribacterium. 
265678742 
sequence 
Rhizobiale 
265678685 


versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 


versmoldensis Bac 


270742 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


270742 Bacteria_16S 


teria; Firmicutes; Lactobacillales; 
611830 611927 2 99 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; 


634659 634756 3 99 


gi 


Lactobacillaceae; 
265678644 
equence 
Lactobacillaceae 
265678628 


Sphingomonadales; 


198985 20052 
furomonadales; 


| 
P 


ref|NR_029164.1 


ref 
3 


NR_029158.1 
11738 313264 


ref|NR_029155.1 


Rickettsieae; 


ref |NR_029154.1 
2 317695 Ricket 
Rickettsieae; 
ref|NR_029153.1 
19177 
Rhizobiales; Bar 
ref |NR_029123.1 
7 Sphingopyxis 
Sphingo 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Chitinibacter 
ibacter tainanensis 
ibacter. 

Clostridium 
8 Clostridium 
; Clostridium. 

Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Lactobacillus perolens 
perolens Bacteria; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Pelobacter 

Pelobacter 
elobacteraceae; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Staphylococcus 
Staphylococcus 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 
Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Pseudovibrio 


ref|NR_029111.1 
372149 37361 


ref |NR_029097.1 
6 394999 Oribac 


ref |NR_029047.1 
462905 464361 
s; Xanthobac 
ref |NR_028990.1 
550095 551652 
Lactobacil 
ref |NR_028949.1 
610536 612079 
; Lactobacillus. 


Pseudovibrio 
dobacteraceae; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Oribacterium sinus 
terium sinus Bacteria; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Lactobacillus 
Lactobacillus 
lus. 
Lactobacillus 
Lactobacillus 


ref |NR_028933.1 


Fusobacterium equinum 


strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 


Fusobacteria; Fus 


obacteriales; Fusobacteriaceae; 


Fusobacterium. 


270742 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; 


Zymomonas. 


270742 Bacteria_16S 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 
270742 Bacteria_16S 
conservatrix stra 
conservatrix Bact 


Desulforegula. 


270742 Bacteria_16S 
strain Kl 16S rib 
D 
270742 Bacteria_16S 


Proteobacteria; 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


270742 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


270742 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


270742 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 


strain NAFO0O1 16S 
Firmicutes; Bacil 


270742 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


270742 Bacteria_16S 


strain R 16S ribo 
Proteobacteria; A 
fever group. 


270742 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


270742 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


270742 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


270742 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


270742 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


270742 Bacteria_16S 


schleiferi subsp. 


Spi 
270742 Bacteria_16S 
subsp. pomaceae s 
subsp. pomaceae B 


793363 793460 2 99 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
834682 834779 2 99 


gi 


gi 


836184 836281 2 99 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

854130 854227 2 99 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


, 


860381 860478 
osomal RNA, partial 
eltaproteobacteria; Desulfuromonadales 
908931 909028 2 99 gi 
S ribosomal RNA, partial sequence 


2 
sequence 


99 gi 


Sphingomonadales; 
922989 923086 2 99 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
924560 924657 2 99 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
926102 926199 2 99 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
1068440 1068537 2 99 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1074349 1074446 2 99 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1078743 1078840 2 99 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1081757 1081854 2 99 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1084720 1084817 2 99 gi 
ia; Sphingomonadales; 
1130198 1130295 2 
somal R 
lphapro 


Sphingomonadacea 
99 gi 
Ric 


teobacteria; Rickettsiales; 


1142313 1142410 2 
ain W-5 
teria; 


99 gi 
0 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobact 


1143835 1143932 2 99 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1151353 1151450 2 99 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1166564 1166661 2 99 gi 


pelotrichi; Erysipelotrichales; Erysip 
1306818 1306915 2 99 gi 
complete sequence 
Rhizobiales; Xanthobacteraceae; St 

1319058 1319155 2 99 gi 
coagulans strain GA 211 16S ribosomal 


RNA, 
ia; 


270742 Bacteria_16S 


792094 79356 
Spirocha 


train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


859076 86059 


907717 90916 


921679 92319 


924822 92631 


1080469 10819 


NA, partial sequence 1128958 1130397 Ricke 


somal RNA, partial sequence 1165300 1166687 Clost 


1305606 1307012 Stark 


265678517 


eta. 

265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 
roteobacte 


265678477 
quence 
ria; Desul 


265678472 
; Geobacte 
265678439 


Erythrobac 
265678430 


Desulfoba 
265678429 
nce 92324 
acterales; 
265678428 


Desulfoba 
265678332 
ence 10672 
onadales; 
265678328 
ence 10731 
onadales; 
265678324 
10775 
Sphingomon 
265678322 


265678320 


e; Sphingo 
253680770 


kettsiacea 


253680762 
quence 
eria; Sphi 
253680761 
quence 

ria; Rhodo 


253680756 
ence 11501 
rillales; 

228720470 


elotrichac 
219846269 


arkeya. 
228715349 
RNA, part 


1340394 1340491 2 99 gi 


bact 


Rhod 


eya 


ial 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 


ref|NR_028820.1 


ref |NR_028793.1 
ce 833445 83489 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomon 


ref|NR_028780.1 

852834 854357 
fobacterales; D 
ref|NR_028775.1 
raceae; Geobact 
ref|NR_028741.1 
0 Erythrobacter 
teraceae; Eryth 
ref|NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028730.1 


cteraceae; Desul 
ref|NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028624.1 


ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028018.1 
ttsia rickettsii 
e; Rickettsieae 


v 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


ref 
1 


NR_028009.1 
142608 114408 
erales; Rhod 


ref |NR_028004.1 
78 1151571 Thalas 
ospirillacea 
NR_027592.1 
um spiroform 


ref 
ridi 
eae. 
ref|NR_025859.1 
novella Bact 
ref|NR_027521.1 


sequence 


228721340 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 


6 


a 


e 


r 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Desulforegula 
Desulforegula 


sulfobacteraceae; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 
e 


Tis 

Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 

Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Sphingobium amiense 
acteria; Proteobacteria; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 
Sphingopyxis 

7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Thalassospira 

sospira lucentensis 

e; Thalassospira. 
Clostridium spiroforme 
e DSM 1552 Bacteria; 


Starkeya novella DSM 
eria; Proteobacteria; 


Staphylococcus 
1317758 1319249 
Staphylococcus. 


ref|NR_027605.1 
1339181 134062 


Magnetospirillum 
3 Magnetospirillum 


270742 Bacteria_16S 
gonidiaformans st 
gonidiaformans AT 
270742 Bacteria_16S 
silvestris strain 
Proteob 


Bacteria; 


1358721 1358818 3 99 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1381331 1381428 2 99 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


ce 


228720055 
tial seque 
acteriales 
228717274 
13801 
les; Beije 


ref 
nce 


NR_027588.1 

135754 
; Fusobacteriace 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Methylocella 
ocella silvestris BL2 
hylocella. 


270742 Bacteria_16S 1400818 1400915 2 99 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

270742 Bacteria_16S 1414310 1414407 2 99 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

270742 Bacteria_16S 1478281 1478378 2 99 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270742 Bacteria_16S 1492017 1492114 2 99 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270742 Bacteria_16S 1493503 1493600 2 99 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

270742 Bacteria_16S 1511559 1511656 2 99 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

270742 Bacteria_16S 1520413 1520510 2 99 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

270742 Bacteria_16S 1854993 1855090 2 99 gi| 219878298 |ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

270742 Bacteria_16S 1940036 1940133 2 99 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 


fujisawaense Bact 


Methylobacterium. 


270742 Bacteria_16S 
strain EDIV 16S r 
Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


270742 Bacteria_16S 


strain 581 16S ribosomal RNA, partial sequence 1973642 19751 

Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

270742 Bacteria_16S 2016589 2016686 2 99 gi| 219878185 |ref|NR_025324.1 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulob 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

270742 Bacteria_16S 2022492 2022589 2 99 gi|219878181|ref|NR_025320.1 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulob 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
270742 Bacteria_16S 2075979 2076076 2 99 gi|219878139|ref|NR_025278.1 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 20762 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
270742 Bacteria_16S 2085232 2085329 2 99 gi|219878133|ref|NR_025272.1 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 20854 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
270742 Bacteria_16S 2114048 2114145 2 99 gi|219857659|ref|NR_025248.1 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 211429 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales 
Novosphingobium. 

270742 Bacteria_16S 2118656 2118753 2 99 gi|219857656|ref|NR_025245.1 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
270742 Bacteria_16S 2124725 2124822 2 99 gi|219857652|ref|NR_025241.1 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 21249 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270742 Bacteria_16S 2126281 2126378 2 99 gi|219857651|ref|NR_025240.1 


strain TF-11 16S 
Firmicutes; Bacil 


270742 Bacteria_16S 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 


eria; Proteobacteria; Alphaproteobacteri 


1956787 1956884 2 99 
ibosomal RNA, partial sequence 


gi 


Sphingomonadales; 

1970428 1970525 2 99 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


Sp 


er 


1974931 1975028 2 99 gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


a; 


219878224 
1955571 19570 
hingomon 
219878215 
eq 


uence 
ia; 


219878212 


2125001 21265 


2222983 2223080 2 99 gi 


219857584 = 
2221792 2223169 Xanthobacter aminoxidans 


Rhizo 


Rhod 


biales; Methylob 
ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref|NR_025354.1 
1969231 197053 
ospirillales; Rh 


ref|NR_025351.1 


acteriaceae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Azospirillum 

3 Azospirillum 

odospirillaceae; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


’ 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


ref|NR_025172.1 


Xanthobacter 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


270742 Bacteria_16S 
thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 
270742 Bacteria_16S 
fructosus strain 
fructosus Bacteria; 
270742 Bacteria_16S 
ficulneus strain 
Bacteria; Firmicutes; 
270742 Bacteria_16S 


teria; 


Firmicutes; 


2236782 2236879 2 
Proteobacteria; 


2250462 2250559 2 


2251987 2252084 2 


Lactobacillales; 
2269016 2269113 2 


99 


99 


DSM 20349 16S ribosomal RNA, partial s 
Lactobacillales; 


99 


FS-1 16S ribosomal RNA, partial sequence 
Fructobacillus. 


99 


strain Pl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270742 Bacteria_16S 
strain LRC 5382 1 
Firmicutes; Clost 
270742 Bacteria_16S 
strain IBS 193 16 


270742 Bacteria_16S 
sulfonivorans str 
Bacteria; Proteob 
270742 Bacteria_16S 
strain IBS 325 16 


2290262 2290359 2 


2297714 2297811 2 


2350539 2350636 2 


2396143 2396240 2 


Deltaproteobacteria; Desulfobacterales; 


99 


99 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


99 


99 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


gi|219857575 


ain MLF1 16S ribosomal RNA, partial sequence 
Deltaproteobacter 


ia; 


219857566 
equence 


gi 


Fructobacillus. 


219857565 
22507 


gi 
gi|219857554 
2267708 22692 


gi| 219857539 


6S ribosomal RNA, partial sequence 2288984 22904 
ridia; Clostridiales; Lachnospiraceae; 


L 
gi| 219857532 
2296489 22979 
llaceae; 


gi|219857494 


ain S1 16S ribosomal RNA, partial sequence 23493 
acteria; Alphaproteobacteria; Rhizobia 


les; 
gi|219857463 
2394935 23963 
llaceae; 


Desu 


Desulfobacter 


achnobac 


Hyphomicrobiaceae; 


ref|NR_025163.1 
2235498 223697 
lfovibrionales; 


ref |NR_025154.1 
2249193 225066 


ref|NR_025153.1 


ref|NR_025142.1 
aceae; Desul 
ref|NR_025127.1 
teri 
ref 


um. 
NR_025120.1 


Bartonella. 


ref |NR_025082.1 


ref|NR_025051.1 


Bartonella. 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 


18 2252192 Fructobacillus ficulneus 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Hyphomicrobium 


35 2350745 Hyphomicrobium sulfonivorans 
Hyphomicrobium. 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


270742 Bacteria_16S 2405259 2405356 2 99 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270742 Bacteria_16S 2458479 2458576 2 99 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

270742 Bacteria_16S 2459970 2460067 2 99 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

270742 Bacteria_16S 2461462 2461559 2 99 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

270742 Bacteria_16S 2534064 2534161 2 99 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

270742 Bacteria_16S 2661987 2662084 2 99 gi|219857216|ref|NR_024844.1| Methylorhabdus 


multivorans strai 
Bacteria; Proteob 


270742 Bacteria_16S 


strain SHK-1 16S 
Proteobacteria; 


strain SIR-1 16S 
Proteobacteria; 


carboxydohydrogen 
carboxydohydrogen 


weihenstephanensi 
weihenstephanensi 


270742 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


270742 Bacteria_16S 


strain IFO 13613 


Deltaproteobacteria; Myxococcales; 
270742 Bacteria_16S 


Deltaproteobacteria; Myxococcales; 
270742 Bacteria_16S 


acteria; Alphaproteobacteria; Rhizobia 
2714312 2714409 2 99 gi 
ribosomal RNA, partial sequence 


2731141 2731238 2 99 
ribosomal RNA, partial sequence 


gi 


2860883 2860980 2 99 gi 


2870190 2870287 2 99 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2879660 2879757 2 99 gi 


laceae; Bacillus. 


2929762 2929859 2 99 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


270742 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 


strain 1144-97 16 
Firmicutes; 


Lactobacillales; Aerococcaceae; 
270742 Bacteria_16S 


2966003 2966100 2 99 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3042066 3042163 2 99 gi 
S ribosomal RNA, partial sequence 
Facklamia. 

99 gi 


3121914 3122011 2 


Nannoc 


n DM13 16S ribosomal RNA, partial sequence 26607 


les; 
219857179 


2713036 27145 
Enhygromyxa. 


219857167 


2729867 27313 
ystineae 


219856884 


a strain DSM 1083 16S ribosomal RNA, partial sequenc 
a Bacteria; Proteobacteria; Alphaproteob 
270742 Bacteria_16S i 


acteria; 
219856878 


cillaceae; 
219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 


219856837 


16S ribosomal RNA, partial sequence 2928528 29299 


219856812 


2964771 29662 


Sphingomon 
219846895 


3040796 30422 


219846841 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


artial sequenc 


locystaceae; 


58 2662094 Methylorhabdus multivorans 


Hyphomicrobiaceae; Methylorhabdus. 


ref|NR_024807.1| Enhygromyxa salina 
15 Enhygromyxa salina Bacteria; 


ref|NR_024795.1| Plesiocystis pacifica 
50 Plesiocystis pacifica Bacteria; 

; Nannocystaceae; Plesiocystis. 
ref|NR_024703.1] Pseudomonas 

e 2859671 2861120 Pseudomonas 
zobiales; Bradyrhizobiaceae. 
NR_024697.1| Bacillus 

e 2868896 2870426 Bacillus 
illus; Bacillus cereus group. 
NR_024691.1| Bacillus flexus strain 
flexus Bacteria; Firmicutes; 


Rhi 
ref 


Bac 
ref 
lus 


ref|NR_024656.1| Terasakiella pusilla 

56 Terasakiella pusilla Bacteria; 
Terasakiella. 

ref|NR_024631.1| Sphingopyxis chilensis 


22 Sphingopyxis chilensis Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_026487.1| Facklamia languida 
68 Facklamia languida Bacteria; 


ref |NR_026433.1| Ammoniphilus 
3120644 3122140 Ammoniphilus 


270742 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


270742 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


270742 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


strain IFO 10550 


strain IFO 15498 


strain TagT2C 16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


270742 Bacteria_16S 


strain LMG 2142 1 


autotrophicus str 
Bacteria; Proteob 


strain 301 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
270742 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


270742 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


270742 Bacteria_16S 
in DSM 2377 16S ribosomal RNA, partial 
Deltaproteobacte 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


270742 Bacteria_16S 
rain DSM 5628 16S ribosomal RNA, parti 
Firmicutes; 


celerecrescens st 
celerecrescens Ba 


3 

RAOx1 
tes; Ba 
3158226 

DSM 40 
ia; Fir 
3161267 
NZ27 16 
acteria 
3 


123461 


’ 


180860 


3209784 


3211276 


3240173 


3244720 
acteria; 


rio. 
3262632 


3308362 


3309824 


bosomal RNA, 


3312772 
bosomal RNA, 


3317373 


rochaetales; 
3500433 


obacteriales; 
3521669 


eria; 
3599584 


cteria; 


270742 Bacteria_16S 
strain Dfr2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
270742 Bacteria_16S 
strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
270742 Bacteria_16S 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 


strain 172 16S ri 
Proteobacteria; D 


strain RB 16S rib 


fever group. 


270742 Bacteria_16S 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 


270742 Bacteria_16S 


3631251 


3632776 


3680124 


ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 

270742 Bacteria_16S 


3762356 


bosomal RNA, partial sequence 
eltaproteobacteria; 
270742 Bacteria_16S 


3781844 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


cillales; 


micutes; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
270742 Bacteria_16S 
train Z-7935 16S ribosomal RNA, partia 
Proteobacteria; 


ribosomal RNA, partial sequence 


Proteobacteria; 


3846988 3847085 2 

in 3-7-6 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacte 
ed fever group. 
3848478 3848575 2 


3123558 2 99 gi 


16S ribosomal RNA, partial sequ 
Paenibacillaceae; Ane 


3158323 2 99 gi 


24 16S ribosomal RNA, partial s 
Clostridia 


Clostridia; 


3161364 2 99 gi 


S ribosomal RNA, partial sequen 
Deltaproteobacteria; Desulfur 


3180957 2 99 gi 


8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
270742 Bacteria_16S 


Facklamia. 
3209881 2 99 gi 
Sphingomonadales; 
3211373 2 99 gi 


Sphingomonadales; 
3240270 2 99 gi 


3244817 2 99 gi 


3262729 2 99 gi 
Sphingomonadales; 
3308459 2 99 gi 


ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
270742 Bacteria_16S 


3309921 2 99 
partial sequence 


gi 


3312869 2 99 
partial sequence 


gi 


Sphingomonadales; 
3317470 2 99 gi 


Spirochaetaceae; 


3500530 3 99 gi 


Fusobacteriaceae; 


3521766 2 99 gi 


3599681 2 99 gi 


Clostridia; 


3631348 2 99 gi 


3632873 2 99 gi 


3680221 2 99 gi 


3762453 2 99 gi 


3781941 2 99 gi 


99 


gi 


99 gi 


strain ATCC VR-611 16S ribosomal RNA, partial sequence 


Deltaproteoba 


Clostr 


Desulfuromonadales 


complete s 


en 
ur 


ce 


eq 


les; 


ce 


Sp 


Sp 


ob 


1 
ct 


Sp 


en 
le 


ce 
S; 


ob 


Sp 


eta. 


ct 


s 


ria; 


al 
id 


v 


v 


qu 


eria; 


’ 


ke 


eq 


ria; 


219846840 


inibacil 
219846817 
uence 


219846815 


omonadales 
219846801 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 


hingomon 
219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 


hingomon 
219846761 
3238968 32403 
acterace 
219846758 
sequence 
eria; 


219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 


hingomon 
219846716 


219846715 
3308619 33100 
acterace 
219846712 
3311548 33129 
hingomon 
219846709 
3316113 33175 
Spirocha 
219846576 
16S ribosomal RNA, partial sequence 3499171 35006 
Cetobacterium. 

219846562 
equence 


219846508 
sequenc 
iales; 
219846485 
3629961 36314 
Geobacte 
219846484 
3631486 36329 
Geobacte 
219846451 
ence 


219846391 
3761076 37625 
Geobacte 
219846376 
3780594 37820 
ttsiacea 


219846331 
uence 


219846330 


ref |NR_026432.1 
31221 
lus group; 
ref|NR_026409.1 
3156952 31584 
ospiraceae. 
ref |NR_026407.1 
80 3161460 Desul 
; Desulfuromona 
ref |NR_026393.1 


83 3181087 Fackl 


Lachn 


31599 


31795 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphing 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphing 
ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacte 
ref|NR_026350.1 

3243444 32449 
Desulfovibrionale 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphing 
ref |NR_026308.1 
57 3308568 Xanth 
obacteraceae; X 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacte 
ref |NR_026304.1 
85 Sphingobium x 
adaceae; 
ref |NR_026301.1 
87 Spirochaeta a 


33071 
Xanth 


ref |NR_026168.1 
73 Cetobacterium 


ref|NR_026154.1 
3520389 35218 
Desulfuromonadales; 
ref|NR_026100.1 
e 3598328 35998 
lostridiaceae; 
ref|NR_026077.1 


Cc 


race 
ref 


ae; Geobact 
NR_026076.1 
raceae; Geobact 
NR_026042.1 
3678896 36803 
Rickettsiales; Rick 


ref |NR_025982.1 


race 
ref 


ae; Geobact 
NR_025967.1 


ickettsieae; 


e; R 
ref|NR_025921.1 
3845748 38471 


Rickettsiales; Ricke 


ref |NR_025920.1 


91 3123687 Ammoni 
Ammon 
4 


£ 
d 


fo} 


4 
s 


fo} 
O. 
a 


r 


Sphingo 


8 
P 


2 
Cc 


2 
e 


8 
t 


Ammoniphilus 
philus oxalaticus 
iphilus. 

Desulfotomaculum 
6 Desulfotomaculum 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 

Facklamia hominis 


amia hominis Bacteria; 


Sphingomonas mali 


mali Bacteria; 


omonas. 


Sphingomonas 
pruni Bacteria; 
monas. 
Xanthobacter tagetidis 
tagetidis Bacteria; 


pruni 


r. 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


’ 


Sphingomonas trueperi 

trueperi Bacteria; 

monas. 

Xanthobacter 

bacter autotrophicus 

nthobacter. 

Xanthobacter flavus 

flavus Bacteria; 
Sphingobium xenophagum 

enophagum Bacteria; 

bium. 

Spirochaeta alkalica 

lkalica Bacteria; 


Cetobacterium ceti 
ceti Bacteria; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Clostridium 

6 Clostridium 
lostridium. 

Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
e 


rs 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 
e 


lis 

Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
e 


es 
Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 
Rickettsia 

7 Rickettsia 

tsiaceae; Rickettsieae; 


Rickettsia montanensis 


3847238 3848677 Rickettsia montanensis 


Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


spotted fever gro 


up. 


270742 Bacteria_16S 3849968 3850065 2 99 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

270742 Bacteria_16S 3894445 3894542 2 99 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

270742 Bacteria_16S 3900573 3900670 2 99 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

270742 Bacteria_16S 3935482 3935579 2 99 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

270742 Bacteria_16S 3966559 3966656 2 99 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

270742 Bacteria_16S 3975405 3975502 2 99 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

270742 Bacteria_16S 3995859 3995956 2 99 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

270742 Bacteria_16S 3997350 3997447 2 99 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

270742 Bacteria_16S 3998844 3998941 2 99 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

270742 Bacteria_16S 4001768 4001865 2 99 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

270742 Bacteria_16S 4036721 4036818 2 99 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
270742 Bacteria_16S 4131867 4131964 2 99 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

270742 Bacteria_16S 4165941 4166038 2 99 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

270742 Bacteria_16S 4240232 4240329 2 99 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
270742 Bacteria_16S 686079 686175 3 99 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
270742 Bacteria_16S 687644 687740 3 99 gi|265678591|ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
270742 Bacteria_16S 1272284 1272380 3 99 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

270742 Bacteria_16S 1769797 1769896 1 99 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

270742 Bacteria_16S 2329462 2329561 1 99 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

270742 Bacteria_16S 3869693 3869792 1 99 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
270742 Bacteria_16S 3871205 3871304 1 99 gi|219846315|ref|NR_025905.1| Arcobacter 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 


3869930 387139 


1 Arcobacter 


cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Arcobacter. 

270742 Bacteria_ 
elongatus strain 
Bacteria; 


Bacteria; 
strain KB740 16S 


Proteobacteria; 


Bacteria; Firmicu 


strain 941 16S ri 


Bacteria; Proteob 


Alphaproteobacter 


aerosaccus strain 
Bacteria; Proteob 


N7 16S ribosomal 
Gammaproteobacter 


strain NA 1 16S r 
Proteobacteria; 


strain NCTC 10617 
Proteobacteria; 


270742 Bacteria_16S 689211 689293 17 99 gi| 265678590 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
270742 Bacteria_16S 759591 759681 9 99 gi| 265678540 
strain Al 16S ribosomal RNA, partial sequence 758305 75981 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
270742 Bacteria_16S 884480 884562 17 99 gi| 265678455 


hydrothermale strain MT-96 16S ribosomal RNA, partial s 
hydrothermale Bacteria; 


Desulfacinum. 


270742 Bacteria_16S 
singaporensis strain S'pore Tl 16S ribosomal RNA, parti 
singaporensis Bacteria; 


Desulforhopalus. 


270742 Bacteria_16S 
psychrophila strain LSv54 16S ribosomal RNA, partial se 
psychrophila Bacteria; 


Desulfotalea. 


270742 Bacteria_16S 


litoralis strain 
Bacteria; 


Proteobacteria; 


Salinivibrio. 


270742 Bacteria_16S 
strain GP1ll1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain Ne 11 16S 
Proteobacteria; 


Proteobacteria; 
270742 Bacteria_16S 
propionicum strai 
Firmicutes; 
270742 Bacteria_16S 


B 
270742 Bacteria_16S 
strain ATCC 27760 


16S 99630 99712 


Clostridia; 


17 


FP 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfob 
152896 152994 1 
n X2 16S ribosomal RNA, partial sequen 
Clostridiales; 
157588 157670 17 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
309991 310089 1 
16S ribosomal RNA, partial sequence 


99 gi 


99 gi 


99 gi 


156 


99 gi 


acterales; 


ce 
Clostridiaceae; 


tes; 
270742 Bacteria_16S 


Clostridia; 
354052 354134 17 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
270742 Bacteria_16S 
taiwanensis strain cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
270742 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 
ia; 
270742 Bacteria_16S 


391772 391862 9 


477787 477869 17 


Rhodobacterales; 
528470 528552 17 


G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
270742 Bacteria_16S 


660425 660507 17 


RNA, partial sequence 
ia; 
270742 Bacteria_16S 


Pseudomonadales; 
681712 681802 9 


ibosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 
270742 Bacteria_16S 


683117 683207 9 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 


Proteobacteria; 
907455 907537 17 
Proteobacteria; 
927671 927753 17 
Proteobacteria; 


935354 935436 17 


JS5 16S ribosomal RNA, partial sequenc 
Proteobacteria; Deltaproteobacteria; Bdellovi 
270742 Bacteria_16S 
strain SJ 16S ribosomal RNA, partial 
Deltaproteobacteria; 
270742 Bacteria_16S 
subsp. vallismortis strain DV 16S ribosomal RNA, partia 
subsp. vallismortis Bacteria; 


936880 936962 17 


966252 966334 17 


1013669 1013751 17 


Gammaproteobacteria; Pseudomonadales; M 
270742 Bacteria_16S 


1016661 1016743 17 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; M 
270742 Bacteria_16S 


1018158 1018240 17 


L-3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


Clostridiales; 


Deltaproteobacte 


sequence 
Bdellovibrionales; 


Proteobacteria; 


99 gi 


352 


99 gi 


99 gi| 265678733 
476563 478023 Parac 
Rhodobacteraceae; Paracoccu 
99 gi| 265678700 


99 gi| 265678609 

659171 660617 Morax 
Moraxellaceae; Moraxella. 

99 gi| 265678595 

680477 68183 


99 gi 


99 gi 


99 gi 


99 gi 


99 gi 


99 gi 


99 gi 


99 gi 


99 gi 


Ruminococcaceae; 


ce 
riales; 


nadales; 


eriaceae; 
265678594 


eriaceae; 


equence 
Deltaproteobacteria; 


265678440 
al sequenc 
Deltaproteobacteria; 


265678427 
quence 
ria; 


265678422 
e 
brionales; 
265678421 
935581 93704 


265678401 
1 sequence 
Gammaproteobacteria 


265678369 
1012401 10138 
oraxellace 
265678367 
1015393 10168 
oraxellace 
265678366 
1016889 1018335 Moraxella bovis Bacteria; 


265678997 
98328 


265678961 
15161 


265678958 
293 15781 


ocyclaceae; 


265678854 
30877 


265678821 
821 35423 


microbiaceae; 


265678794 
39048 
Bu 


52719 


68188 


Synt 


Desu 


Desul 


93405 


Bacteriov 


ref 


ref 


ref 


99781 


7 153137 Clost 
Clostridium. 


4 310144 Rumin 


NR_029305.1 


NR_029269.1 


NR_029266.1 


NR_029160.1 


Desulf 
Desulfobulbacea 


r 


fo} 


Desulfobulbus 


obulbus elongatus 
e; 


Desulfobulbus. 
Clostridium 


idium propionicum 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 
Azoarcus. 
Ruminococcus callidus 
coccus callidus 


Ruminococcus. 
ref|NR_029126.1| Rhodoplanes roseus 
3 Rhodoplanes roseus Bacteria; 
Rhodoplanes. 
ref |NR_029099.1| Chitinimonas 

2 392023 Chitinimonas taiwanensis 
rkholderiaceae; Chitinimonas. 
ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 

Ss. 
ref|NR_029005.1] Enhydrobacter 

2 528675 Enhydrobacter aerosaccus 


Moraxellaceae; Enhydrobacter. 


ref|NR_028914.1| Moraxella canis strain 
ella canis Bacteria; Proteobacteria; 
ref|NR_028900.1| Neisseria animalis 


1 Neisseria animalis Bacteria; 
Neisseria. 


ref|NR_028899.1| Neisseria lactamica 


2 683236 Neisseria lactamica Bacteria; 

Neisseria. 

ref|NR_028895.1| Desulfobacterium 
687908 689408 Desulfobacterium 


fobacterales; Desulfobulbaceae. 


ref|NR_028844.1| Alysiella filiformis 
5 Alysiella filiformis Bacteria; 
Alysiella. 
ref|NR_028757.1| Desulfacinum 

883190 884650 Desulfacinum 


rophobacterales; Syntrophobacteraceae; 
ref|NR_028742.1| Desulforhopalus 
e 906169 907666 Desulforhopalus 


lfobacterales; Desulfobulbaceae; 
ref|NR_028729.1] Desulfotalea 
926361 927852 Desulfotalea 


fobacterales; Desulfobulbaceae; 
ref|NR_028724.1| Bacteriovorax 
6 935530 Bacteriovorax litoralis 
Bacteriovoracaceae; Bacteriovorax. 
ref|NR_028723.1| Bacteriovorax marinus 
4 Bacteriovorax marinus Bacteria; 
oracaceae; Bacteriovorax. 
ref|NR_028703.1| Salinivibrio costicola 
964933 966480 Salinivibrio costicola 
; Vibrionales; Vibrionaceae; 


ref|NR_028671.1| Moraxella caviae 
46 Moraxella caviae Bacteria; 


ae; Moraxella. 
ref|NR_028669.1| Moraxella catarrhalis 
38 Moraxella catarrhalis Bacteria; 


ae; Moraxella. 


Moraxella bovis strain 
Proteobacteria; 


ref|NR_028668.1 


270742 Bacteria_16S 
wolinii strain DB 
Bacteria; 
Syntrophobacter. 
270742 Bacteria_16S 


strain Ter6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270742 Bacteria_16S 
acetoxidans DSM 7 
DSM 771 Bacteria; 
270742 Bacteria_16S 


paucivorans strain SYR1 16S ribosomal RNA, partial sequ 
Clostridiales; 


Bacteria; Firmicutes; 
270742 Bacteria_16S 
cellulosolvens 6 
Bacteria; Firmicutes; 
270742 Bacteria_16S 


Firmicutes; 


1127196 1127278 17 


1146879 1146969 9 


1160443 1160541 1 


Clostridia; 
1237653 12377511 


Clostridia; 
1303724 1303822 1 


Clostridia; 
1425034 1425116 17 


99 


99 


99 


99 


99 


Clostridiales; 


99 


strain B4P 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270742 Bacteria_16S 


1438977 1439059 17 


Betaproteobacteria; Rhodocyclales; 


99 


strain S2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270742 Bacteria_16S 


1466214 1466296 17 


Betaproteobacteria; Rhodocyclales; 


99 


strain U120 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 


270742 Bacteria_16S 


strain DhA-35 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


270742 Bacteria_16S 
AMMD 16S ribosoma 
Proteobacteria; 
complex. 

270742 Bacteria_16S 
subsp. 
elongata subsp. 
Neisseria. 
270742 Bacteria_16S 


e 


1469224 1469306 17 


1473680 1473762 9 


1 RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


1508459 1508549 9 


2068337 2068419 17 


99 


91 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Syntroph 


gi 


1145612 11470 


Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


gi 


71 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


gi 


gi 
14 


gi 
14 


gi 
14 


gi 
14 


gi 


Lachno 


253680772 


253680759 


228721485 


219878251 


spiraceae; 
219846514 


16S ribosomal RNA, partial sequence 1302478 13039 
Eubacteriaceae; 


224581442 
237411 


224581429 
37684 14391 


224581409 
64924 14664 


Rhodocyclaceae; 


224581407 
67942 14694 


224581402 


11259 
obacterale 


11591 
Peptococcaceae; 


ence 12363 


4252 
Rhodocyclaceae; 


NR_028020.1 
1 
S; 


ref|NR_028007.1 


ref |NR_027608.1 


ref|NR_025390.1 


ref|NR_026106.1 
Eubacterium. 
ref|NR_027224.1 


Thauera. 
ref|NR_027211.1 
Thauera. 


ref |NR_027190.1 


AZ 
ref 


oarcus. 
NR_027188.1 


Zoogloea. 
ref|NR_024882.1 


Syntrophobacter 


127376 Syntrophobacter wolinii 
Syntrophobacteraceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
Collimonas. 


Desulfotomaculum 


66 1160688 Desulfotomaculum acetoxidans 
Desulfotomaculum. 


Parasporobacterium 


92 1237878 Parasporobacterium paucivorans 
Parasporobacterium. 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 
Rhodocyclaceae; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 
Rhodocyclaceae; 


Burkholderia ambifaria 


1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 


99 


elongata strain ATCC 25295 16S ribosomal RNA, 


99 


strain 58Eu 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270742 Bacteria_16S 
strain 47Lol 16S 
Proteobacteria; 

270742 Bacteria_16S 
strain ICPB 3636 
Proteobacteria; 

270742 Bacteria_16S 
limimaris strain 
Bacteria; 
270742 Bacteria_16S 
strain 3CB-1 16S 
Proteobacteria; 

270742 Bacteria_16S 
strain MF63 16S r 
Proteobacteria; 
270742 Bacteria_16S 
strain SWub3 16S 
Proteobacteria; 

270742 Bacteria_16S 
strain 7 16S ribo 
Clostridia; 
270742 Bacteria_16S 
strain CreCitl 16 
Proteobacteria; 
270742 Bacteria_16S 


Clostridiales; 


2069869 2069951 17 


2265911 2266001 9 


2355124 2355206 17 


2499111 2499193 17 


2500648 2500730 17 


2654527 2654609 17 


3032906 3032996 9 


3054271 3054361 9 


3060375 3060457 17 


Betaproteobacteria; Rhodocyclales; 


99 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


99 


99 


99 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


99 


ibosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


gi 


gi 


comp 


219846303 


219878145 


2067059 20685 


gi 


gi 


gi 


DCB-M 16S ribosomal RNA, partial sequenc 
Proteobacteria; Deltaproteobacteria; 


219878144 


2068593 20700 
Rhodocyclaceae; 


219857556 


16S ribosomal RNA, partial sequence 2264632 22660 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


219857491 
e 23538 


Syntrophobacterale 


gi 


gi 


219857384 


2497830 24993 
Rhodocyclaceae; 


219857382 


2499368 25008 


somal RNA, partial sequence 3031628 3033115 Clostridium indolis 
Clostridiaceae; 


rkholderiaceae; 


lete sequence 
longata Bacteria; Proteobacteria; Betaproteobacteria; 


ref |NR_025893.1 

150715 
Neisserial 
ref|NR_025284.1 
Thauera. 
ref |NR_025283.1 
Thauera. 
ref|NR_025144.1 
Simonsiella. 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_024972.1 


Thauera. 


ref |NR_024970.1 


Rhodocyclaceae; Azoarcus. 
99 gi|219857222|ref|NR_024850.1 
2653267 26546 
Rhodocyclaceae; Azoarcus. 
99 gi|219846901|ref|NR_026493.1 
B 
Clostridium. 
99 gi| 219846886 |ref|NR_026478.1 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


99 


strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; 
270742 Bacteria_16S 


3061916 3061998 17 


99 


gi 


3052993 30544 


219846882 


3059104 30605 


gi 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


219846881 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 


mechernichensis Bacteria; 


270742 Bacteria_16S 


Proteobacteria; 
3085912 3085994 17 


Betaproteobacteria; 


99 


gi 


Rho 
219846865 


Formivibrio. 
ref|NR_026474.1 


; Thauera. 
ref|NR_026473.1 

3060645 306213 
docyclales; Rhod 


Burkholder 


ia; Burkholderia cepacia 


Neisseria elongata 
8 1508633 Neisseria 


es; Neisseriaceae; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 
Rhodocyclaceae; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Desulfomonile 

omonile limimaris 

; Desulfomonile. 
Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Clostridium indolis 
acteria; Firmicutes; 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 
5 Thauera 


ocyclaceae; Thauera. 


ref |NR_026457.1 


Paracoccus 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


270742 Bacteria_16S 
denitrificans strain 381 16S ribosomal RNA, partial seq 


denitrificans Bac 
Paracoccus. 


270742 Bacteria_16S 


strain DSM 12081 
Proteobacteria; B 


270742 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


270742 Bacteria_16S 


strain DSM 3963 1 


strain LMG 2207 1 
Proteobacteria; B 


270742 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


270742 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


270742 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


270742 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


270742 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


270742 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


270742 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


270742 Bacteria_16S 


strain Td-21 16S 


Proteobacteria; B 


270742 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


270742 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


270742 Bacteria_16S 


UB-38 16S ribosom 
Betaproteobacteri 


270742 Bacteria_16S 


thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


270742 Bacteria_16S 


strain DM-82 16S 
Proteobacteria; A 


270742 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


270742 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


270742 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


strain DM-2 16S r 
Proteobacteria; D 


eltaproteobacteria; 
270742 Bacteria_16S 


3087357 3087439 17 99 gi 


teria; Proteobacteria; Alphaproteobact 


3114339 311442117 99 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Rhodocyclales; Rhod 
3136854 3136936 17 99 gi 
n SB164P1 16S ribosomal RNA, partial s 
ria; Proteobacteria; Deltaproteobacter 


Oc 


3171786 3171884 1 99 gi 
Deinoco 


gi 


Deinococci; Deinococcales; cc 


3350797 3350887 9 99 


etaproteobacteria; Burkholderiales; Bu 
3523213 3523295 17 99 gi 


etaproteobacteria; Rhodocyclales; Rhod 
3527731 3527828 1 99 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 
3557020 3557102 17 99 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3628085 3628175 9 99 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3635763 3635861 2 99 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3693698 3693780 17 99 gi 


Oc 


et 


Oc 


le 


ob 


acteria; Gammaproteobacteria; Methyloc 
3818214 3818312 2 99 gi 
16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
3856060 3856142 17 99 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3875870 3875960 9 99 gi 


oc 


ob 


Oc 


etaproteobacteria; Neisseriales; Neiss 
3889865 3889955 9 99 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3891402 3891492 9 99 gi 
al RNA, partial sequence 
a; Neisseriales; Neisseriaceae; Kingel 
3936961 3937043 17 99 gi 
in THI 011 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


er 


er 


la 


se 
ri 


3938395 3938477 17 99 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
4060738 4060828 9 99 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 


gi 
ho 


al 
aay 


rk 


id 
219846538 
3555718 35572 
yclaceae 
219846487 
36267 
Neiss 
219846482 


219846864 
ue 
er 


nce 
ia; 


219846846 
31130 
yclaceae 
219846831 
eq 
ia 


uence 


, 


219846807 
6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 
270742 Bacteria_16S 


aceae; 


iales; 


S; 
36345 
36924 
cales; 


38169 


iaceae; 


219846302 
3888563 38900 


iaceae; 


219846301 
3890099 3891585 Kinge 


219846268 


quence 
a; Rhodo 


219846267 
3937190 39385 


dobacter 


219846180 


sequenc 
a; Burkh 


4095691 4095788 2 99 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
113337 113434 2 99 gi 
ribosomal RNA, partial sequence 
Syntrophobacterale 
114936 115033 2 99 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; 


Ss; 


Syntrophobacterales; 


270742 Bacteria_16S 


125623 125720 2 99 gi 


219846156 
4094388 40957 
Desulfoba 
265678987 
112043 11359 


Syntrop 


265678986 
113641 11518 


Syntrop 


265678979 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 


Rhod 


Desulf 


D 
219846684 
6S ribosomal RNA, partial sequence 3349528 33510 
holderia 
219846561 
6S ribosomal RNA, partial sequence 3521933 35234 
yclaceae 
219846558 
e sequen 
Cc 


acterale 
219846442 


M 
219846351 


acterale 
219846325 
3854781 38562 
yclaceae 
219846312 
6S ribosomal RNA, partial sequence 3874615 38761 


ref 


; Az 
ref 


Ww 


obac 


ref 


ref 


ceae 
ref 


ees: 
ref 


lost 
ref 


7 ZO 
ref 


eria 
ref 


S; H 
ref 


ethy 
ref 


S; H 
ref 


; Az 
ref 


Neis 
ref 


Neis 
ref 
lla 
ref 
bact 


ref 


acea 
ref 


olde 
ref 


cter 
ref 


hace 
ref 


hace 


39 3114569 Azoar 


135552 31370 


ce 3526458 35279 


80 3628323 Neiss 


29 3635951 Helic 


15 3693865 Methy 


54 3818434 Wolin 


3935756 39371 


e 4059499 40609 


NR_026456.1 
5 
terales; 


NR_026438.1 
Cc 
oarcus. 
NR_026423.1 
3 
s 


terales; De 


NR_026399.1 


coccus. 
NR_026276.1 
; Paucimonas 
NR_026153.1 


auera. 
NR_026150.1 
6 
ridiaceae; C 
NR_026130.1 


ogloea. 
NR_026079.1 
e 
ceae; Neisse 
NR_026074.1 
° 
elicobactera 
NR_026033.1 
L 
lococcaceae; 
NR_025942.1 
e 
elicobactera 
NR_025915.1 


oarcus. 
NR_025902.1 


seria. 
NR_025892.1 


seria. 
NR_025891.1 
oralis Bacte 


NR_025858.1 
3 
d 


erales; Rho 


NR_025857.1 


e; Paracoccu 
NR_025770.1 
3 
riales; Oxal 
NR_025746.1 


aceae; Desul 
NR_029295.1 


ae; Syntroph 
NR_029294.1 


ae; Syntroph 


ref 


fo} 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Desulfocapsa 
3 Desulfocapsa 


ulfobulbaceae; 


Deinococcus grandis 


14 Deinococcus grandis Bacteria; 
eino 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Clostridium 
8 Clostridium 
lostridium. 
Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Wolinella succinogenes 
lla succinogenes 

ceae; Wolinella. 
Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Kingella oralis strain 
ria; Proteobacteria; 


Paracoccus 
9 Paracoccus 


obacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 

Duganella 

7 Duganella 
obacteraceae; Duganella. 
Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


uS. 


NR_029287.1 


Nitrospira 


124349 125867 Nitrospira 


270742 Bacteria_16S 


strain Kysw2 16S 
Proteobacteria; 


Firmicutes; 


strain 113-1 16S 


Firmicutes; Erysi 
270742 Bacteria_16S 
sulfurreducens st 
sulfurreducens Ba 


Geobacter. 


270742 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


270742 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


270742 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


270742 Bacteria_16S 


strain HTCC2506 1 


270742 Bacteria_16S 


oligofermentans s 
oligofermentans B 


270742 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


270742 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


270742 Bacteria_16S 


D 
270742 Bacteria_16S 
1787 16S ribosoma 
Clost 
270742 Bacteria_16S 


ridia; Clostridiales; Clostridiaceae; 
186508 186605 2 99 gi 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
346760 346857 2 99 gi 
osomal RNA, partial sequence 
lales; Paenibacillaceae; Brevibacillus 
416563 416660 2 99 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
439706 439803 2 99 gi 


pelotrichi; Erysipelotrichales; Erysip 


265678939 


185230 18674 
elotrichac 


343905 34542 


illus. 
265678827 


345474 34689 


265678777 


415329 41680 
les; Methy 


265678762 


6S ribosomal RNA, partial sequence 438478 43991 


Clostridiu 


143839 143936 2 99 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
eltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

184939 185036 2 99 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1 RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 


m. 
ref |NR_029247.1| Clostridium ramosum 
8 Clostridium ramosum Bacteria; 

eae. 


281044 281141 2 99 gi|265678873|ref|NR_029179.1| Geobacter 
rain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
345200 345297 2 99 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 


3 Lactobacillus pentosus Bacteria; 


ref |NR_029132.1 
2 Brevibacillus 


Brevibacillus reuszeri 
reuszeri Bacteria; 


ref|NR_029082.1| Methylobacterium 

5 Methylobacterium populi BJ001 
lobacteriaceae; Methylobacterium. 
ref|NR_029067.1| Fulvimarina pelagi 
9 Fulvimarina pelagi Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

456682 456779 2 99 gi| 265678747 |ref|NR_029052.1| Streptococcus 
train 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
acteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

474884 474981 2 99 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

497889 497986 2 99 gi|265678720|ref|NR_029025.1| Streptococcus 

M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

508729 508826 2 99 gi|265678713|ref|NR_029018.1| Lactobacillus 
p- torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 


coryniformis subs 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


270742 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


270742 Bacteria_16S 


silvestris strain 
silvestris Bacter 


270742 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


270742 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


270742 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


270742 Bacteria_16S 


strain E6844 16S 


Lactobacillus. 
583156 583253 2 99 
ibosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


265678664 


581868 58337 


731591 731688 2 99 gi| 265678561 
HR3-23 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Bacillales; Planococcaceae; Soli 
776487 776584 2 99 gi| 265678529 


775183 77669 


896853 89837 


ref|NR_028969.1| Caldithrix abyssi 
1 Caldithrix abyssi Bacteria; 


ref|NR_028865.1| Solibacillus 
730321 731827 Solibacillus 
bacillus. 
ref|NR_028833.1| Streptococcus sinensis 


4 Streptococcus sinensis Bacteria; 


bacillales; Streptococcaceae; Streptococcus. 

831637 831734 2 99 gi|265678492|ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

833189 833286 2 99 gi| 265678491 |ref|NR_028794.1| Enterococcus 
n 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 

863434 863531 2 99 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

898162 898259 2 99 gi|265678446|ref|NR_028748.1| Enterococcus avium 


6 Enterococcus avium Bacteria; 


Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

270742 Bacteria_16S 916746 916843 2 99 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
270742 Bacteria_16S 963184 963281 2 99 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

270742 Bacteria_16S 1021285 1021382 2 99 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 


strain SK3 16S ri 
Firmicutes; Lacto 


270742 Bacteria_16S 


bosomal RNA, 
bacillales; 
1022838 1022935 2 


complete sequence 
Streptococcaceae; 
99 


Streptoc 
gi 


1019984 10214 


occus. 
265678363 


pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 


pneumoniae Bacter 


ia; Firmicutes; Lactobacillales; 


Streptococcaceae; 


95 Streptococcus gordonii Bacteria; 


ref|NR_028665.1] Streptococcus 
1021546 1023060 Streptococcus 
Streptococcus. 


270742 Bacteria_ 


strain NS51 16S r 
Lacto 


Firmicutes; 
270742 Bacteria_ 


satsumensis strai 
satsumensis Bacte 


270742 Bacteria_ 


strain M 6 A9 16S 
Lacto 
270742 Bacteria_1 


Firmicutes; 
strain I-273 16S 


Firmicutes; 


2CP-1 Bacteria; 
Anaeromyxobacter. 


270742 Bacteria_1 


strain 01-570-1 1 
Firmicutes; 


psychrophilus Bac 


270742 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
270742 Bacteria_16S 


dysgalactiae subs 


16S 
ibosomal RNA, 


1024409 1024506 2 


99 
complete sequence 


gi| 265678362 
1023111 10246 


Lacto 
270742 Bacteria_1 
dehalogenans 2CP- 
P 


Lacto 
270742 Bacteria_1 
gallinaceus strai 
gallinaceus Bacte 
270742 Bacteria_1 
schoenbuchensis s 
schoenbuchensis B 
270742 Bacteria_16S 
limnophilus strai 
limnophilus Bacte 
270742 Bacteria_16S 
psychrophilus str 


bacillales; Streptococcaceae; Streptoc 
16S 1033476 1033573 2 99 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; 
16S 1092479 1092576 2 99 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
6S 1118149 1118246 2 99 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
6S 1121160 1121257 2 99 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


gi 


Lactobac 
gi 


6S 1220892 1220989 2 99 gi 
bacillales; Carnobacteriaceae; Allofus 
6S 1225447 1225544 2 99 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
6S 1233066 1233163 2 99 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1255623 1255720 2 99 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1285613 1285710 2 99 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1287170 1287267 2 99 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1323682 1323779 2 99 gi 
p- dysgalactiae strain ATCC 43078 16S 


Lact 


1091188 10926 


1116890 11182 


6S ribosomal RNA, partial sequence 1219617 12211 


occus. 
265678356 
sequence 


265678315 


illus. 
265678297 


occus. 

228716127 
11198 

xococcales 


219878362 


tis. 
219878314 
1 sequence 
ptococcace 
219878271 
quence 
cteria; Rh 
219857194 
sequence 
llaceae; B 
219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
228715345 
ribosomal 


obacillace 


ref |NR_028664.1 
30 Streptococcus 


Streptococcus mitis 
mitis Bacteria; 


Lactobacillus 
0 Lactobacillus 
s. 

Lactobacillus algidus 
algidus Bacteria; 


ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028617.1 
88 Lactobacillus 


ref|NR_028598.1 
82 Streptococcus 


Streptococcus pyogenes 
pyogenes Bacteria; 


ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


, 


ref|NR_025501.1| Allofustis seminis 
16 Allofustis seminis Bacteria; 


ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref |NR_025644.1 

1284334 128584 


Streptococcus 
1 Streptococcus 
Ss. 
Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Brevibacillus 
5 Brevibacillus 


Jeotgalicoccus 
0 Jeotgalicoccus 


ref |NR_025643.1 
1285891 128739 


Jeotgalicoccus 
6 Jeotgalicoccus 


ref 
RNA, 


Streptococcus 
uence 1322385 1323890 


NR_027517.1 
partial seq 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


270742 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


270742 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


270742 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


270742 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


270742 Bacteria_16S 


entericus strain 
entericus Bacteri 


270742 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


270742 Bacteria_16S 


necropolis strain 
necropolis Bacter 


270742 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


270742 Bacteria_16S 


strain vc 5 16S r 


strain MCS 25 16S 


strain MCS 18 16S 


270742 Bacteria_16S 


Streptococcus. 
1411294 1411391 2 99 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1514430 1514527 2 99 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1588570 1588667 2 99 gi 
bacillales; Enterococcaceae; Enterococ 
1610089 1610186 2 99 gi 
m strain CECT 5772 16S ribosomal RNA, 

atorum Bacteria; Firmicutes; Lactobaci 
1765367 1765464 2 99 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1790864 1790961 2 99 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1804635 1804732 2 99 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1841369 1841466 2 99 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1845942 1846039 2 99 gi 
ibosomal RNA, partial sequence 


2018061 2018158 2 99 
ribosomal RNA, partial sequence 


gi 


2019533 2019630 2 99 
ribosomal RNA, partial sequence 


gi 


1513128 15146 


16S ribosomal RNA, partial sequence 1587284 15887 


1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
270742 Bacteria_16S 
2016867 20182 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
270742 Bacteria_16S 
2018337 20197 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


224581432 
sequence 

Streptoco 

219878119 


219878486 


cus. 
219878470 
partial se 
llales; St 
219878361 
equence 
ococcaceae 
219878342 
sequence 
ae; Virgib 
219878333 
sequence 
e; Virgiba 
219878308 
al sequenc 
ctobacilla 
219878305 


yphomonada 
219878184 


yphomonada 
219878183 


yphomonada 


2021005 2021102 2 99 gi 


ref|NR_027214.1 
1410019 141148 
ccaceae; Streptococcus. 
ref|NR_025258.1| Bacillus odysseyi 
43 Bacillus odysseyi Bacteria; 


Streptococcus 
6 Streptococcus 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025609.1| Streptococcus equi 
quence 1608863 1610272 Streptococcus 
reptococcaceae; Streptococcus. 
ref|NR_025500.1] Streptococcus 

1764167 1765501 Streptococcus 
; Streptococcus. 
ref|NR_025481.1| Virgibacillus 

1789570 1791087 Virgibacillus 
acillus. 
ref|NR_025472.1| Virgibacillus 

1803341 1804862 Virgibacillus 
cillus. 
ref|NR_025447.1| Lactobacillus 
e 1840072 1841573 Lactobacillus 
ceae; Lactobacillus. 
ref|NR_025444.1| Maricaulis virginensis 
67 Maricaulis virginensis Bacteria; 
ceae; Maricaulis. 
ref|NR_025323.1| Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
ceae; Maricaulis 
ref|NR_025322.1| Maricaulis salignorans 
58 Maricaulis salignorans Bacteria; 

ceae; Maricaulis. 


219878182 


washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 


ref|NR_025321.1| Maricaulis 
2019809 2021230 Maricaulis 


washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


Maricaulis. 


270742 Bacteria_1 


strain DSM 5192 1 
Firmicutes; 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 
inexpectatum stra 
inexpectatum Bact 


Albidovulum. 


270742 Bacteria_16S 


strain ATCC 29178 
Firmicutes; 


thiocyanoxidans s 


thiocyanoxidans B 


Thioalkalivibrio. 


270742 Bacteria_16S 
strain 91-4 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
270742 Bacteria_16S 
strain DM12 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
270742 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


270742 Bacteria_16S 


Clost 
270742 Bacteria_1 
micronuciformis s 
micronuciformis B 
270742 Bacteria_1 


Lacto 
270742 Bacteria_16S 


6S 2051599 2051696 2 99 gi 
ridia; Clostridiales; Veillonellaceae; 


6S 2141341 2141438 2 99 gi 


acteria; Firmicutes; Clostridia; 
6S 2151934 2152031 2 99 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2153377 2153474 2 99 gi 
in FRR-10 16S ribosomal RNA, partial s 


2259642 2259739 2 99 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
2287252 2287345 7 99 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; 


2296248 2296345 2 99 
ibosomal RNA, partial sequence 


gi 


2335555 2335652 2 99 
ibosomal RNA, partial sequence 


gi 


2441843 2441936 7 99 gi 
acteria; Gammaproteobacteria; Chromati 
2470699 2470792 7 99 gi 


nitratis strain ALJ12 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


270742 Bacteria_16S 


strain C-29 16S r 


acteria; Gammaproteobacteria; Chromati 
2550151 2550248 2 99 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


270742 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


270742 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


270742 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


270742 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


270742 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


270742 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


270742 Bacteria_16S 


halophilum strain 
halophilum Bacter 


270742 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


270742 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


270742 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


270742 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


270742 Bacteria_16S 


strain N2 16S rib 


2590088 2590185 2 99 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2593241 2593338 2 99 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2664818 2664915 2 99 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2666380 2666477 2 99 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2676960 2677057 3 99 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2699334 2699431 2 99 gi 


laceae; Bacillus. 
2878110 2878191 18 
DSM4771 16S ribosomal RNA, 
ia; Firmicutes; Bacillales; Bacillacea 
2881226 2881323 2 99 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2962964 2963061 2 99 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
3025316 3025413 2 99 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3031350 3031447 2 99 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3108293 3108390 2 99 gi 
osomal RNA, complete sequence 


99 gi 
partial se 


gi 


train AIP 412.00 16S ribosomal RNA, pa 


Clost 


eria; Proteobacteria; Alphaproteobacte 


Gammaproteoba 


ARh1 16S ribosomal RNA, partial sequen 


ri 


oc 


s 


al 


ce 
al 


ne 


cu 


cu 


ia 
il 


se 


oc 


ti 


qu 
e; 


oc 


qu 
oc 


el 


219878158 
6S ribosomal RNA, partial sequence 2050314 20518 
Anaerosin 
219857641 
rt 
ri 
219857634 
2150729 21521 
Er 
219857633 
eq 


219857560 


219857541 
ct 
219857533 
2295034 22964 
ne 
219857505 
2334350 23357 
ho 
219857426 
ce 
219857403 
219857344 
2548929 25503 


219857275 
219857273 
219857214 
219857213 
219857205 


2675717 26771 


219857189 
2698052 2699555 Bacil 


219856873 
219856871 
2879945 28814 


219856815 
2961676 29631 


219846907 
219846903 
3030089 30315 


219846850 


ial sequ 

diales; 

ythrobac 

uence 

a; Rhodo 
22583 


cus. 


equence 
eria; Ch 


llaceae; 


dobacter 


24405 


es; Ecto 


24694 


es; Ecto 


llaceae; 


25888 
s 


25919 
s. 


1 sequen 
lales; §S 


quence 


liaceae; 


ence 
Salimic 


cus. 


ence 
occaceae 


otrichac 


occaceae; 


H 


ref|NR_025297.1 
us. 
ref 
ence 
Veil 
ref 


NR_025230.1 
214009 
lonellaceae; 


NR_025223.1 


tera 
ref 


ceae; Porphy 
NR_025222.1 
152193 215360 
bacterales; Rhod 


ND 


ref|NR_025148.1 
45 2259880 Strept 


ref|NR_025129.1 

2285990 228738 
romatiales; Ecto 
ref|NR_025121.1 


tonella. 
NR_025093.1 


Bar 
ref 


aceae; Paracoccu 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024932.1 


Bartonella. 
ref |NR_024906.1 
00 2590328 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 

2665089 266654 
7 Streptococcus. 
ref|NR_024833.1 


etimonas. 
NR_024817.1 
asahii Bacte 


Leb 
ref 
lus 


ref |NR_024692.1 

2876799 287831 
robium. 
ref |NR_024690.1 


ref|NR_024634.1 
71 Streptococcus 


ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026495.1 


eae. 


yphomonadaceae; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Albidovulum 

1 Albidovulum 

obacteraceae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Thioalkalivibrio 
3 Thioalkalivibrio 


thiorhodospiraceae; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


s. 

Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Bacillus asahii strain 
ria; Firmicutes; 


Salimicrobium 
5 Salimicrobium 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Streptococcus porcinus 
porcinus Bacteria; 


Enterococcus 
9 Enterococcus 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


ref|NR_026442.1 


Rhodovulum robiginosum 


3107102 3108515 Rhodovulum robiginosum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


270742 Bacteria_16S 


strain Nl 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


270742 Bacteria_16S 
magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 
270742 Bacteria_16S 
thoraltensis stra 
Bacteria; Firmicutes; 
270742 Bacteria_16S 


ATCC19120 16S ribosomal RNA, partial sequence 
riaceae; 


Bacillales; Liste 
270742 Bacteria_16S 

DSM 6307 16S ribosomal 
Bacillales; Bacil 
270742 Bacteria_16S 
sporothermodurans 
sporothermodurans 
270742 Bacteria_16S 
metallireducens s 
metallireducens B 
Geobacter. 
270742 Bacteria_16S 
extorquens strain 
extorquens Bacter 
Methylobacterium. 
270742 Bacteria_16S 
strain BN 126 16S 


270742 Bacteria_16S 
sulfidophilum str 
Bacteria; 
270742 Bacteria_16S 
strain MB-G2 16S 


270742 Bacteria_16S 
strain NCIMB 1176 
Bacteria; Proteob 
270742 Bacteria_16S 
alkenivorans stra 
alkenivorans Bacteria; 
Desulfatibacillum. 
270742 Bacteria_16S 
strain A828 16S r 


270742 Bacteria_16S 
strain ON59 16S r 
Firmicutes; 
270742 Bacteria_16S 


Lactobacillales; 


laceae; 


Lactobacillales; 


3109758 3109855 2 


3199334 3199431 2 


train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteobacteria; 


3217350 3217447 2 


in S69 16S ribosomal RNA, partial sequence 32160 
Streptococcaceae; 


3246261 3246358 2 


Listeria. 
3546230 3546327 2 
RNA, 
Bacillus. 
3723768 3723865 2 


strain M215 16S ribosomal RNA, partia 
Bacteria; 


Firmicutes; 
3886730 3886827 2 


train GS-15 16S ribosomal RNA, partial 
acteria; 


Proteobacteria; 


3939839 3939936 2 


TK 0001 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteri 


3941277 3941374 2 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobi 


3954593 3954690 2 


ain W4 16S ribosomal RNA, partial sequence 39533 
Proteobacteria; Alphaproteobacteria; Rhodobac 


3956030 3956127 2 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


3969576 3969673 2 


2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 


4027492 4027589 2 


in PF2803 16S ribosomal RNA, partial s 
Deltaproteobacte 


Proteobacteria; 


4109070 4109167 2 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


4118153 4118250 2 


ibosomal RNA, partial sequence 
Streptococcaceae; 


4241691 4241788 2 


complete sequence 


complete sequence 


99 gi| 219846849 


3108566 31099 
99 219846789 
ia 


gi 


99 gi|219846776 


99 gi| 219846757 


3244997 32464 
99 gi| 219846546 
3544949 35464 


aceae; 


99 219846256 


gi 
terales; 
gi|219846255 
3954838 39562 


99 


99 219846246 
39683 
rillales; 

219846205 
equence 


ria; Desul 


gi 


99 gi 


99 gi| 219846146 
4107869 41092 


llaceae; 


1 sequence 3198121 31995 
Rhodos 


Streptoc 


Afife 


Rhodobacteraceae 


aquaticum strain 
Bacteria; Proteob 


acteria; Alphaproteobacteria; Rhizobia 


GR16 16S ribosomal RNA, partial sequence 


ref|NR_026441.1 
aceae; Rhodovul 
ref |NR_026381.1 
6 
pirillales; 
ref|NR_026368.1 
occu 
ref 


Ss. 
NR_026349.1 


ref|/NR_026138.1 


lla. 


ref |NR_025846.1 


ref|NR_025845.1 
aceae; Rhodovulu 
ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref|NR_025795.1 

4026183 402770 
fobacterales; De 
ref |NR_025736.1 
Bartonella. 
ref|NR_025729.1 
54 Streptococcus 


ref |NR_025631.1 
69 4241874 Methyl 


54 Bacillus cohnii Bacteria; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
um. 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Streptococcus 


71 3217589 Streptococcus thoraltensis 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Bacillus cohnii strain 
Firmicutes; 


99 gi|219846419|ref|NR_026010.1| Bacillus 
1 sequence 3722493 3723989 Bacillus 
Bacillales; Bacillaceae; Bacillus. 
99 gi|219846305|ref|NR_025895.1| Geobacter 
sequence 3885428 3886973 Geobacter 
Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
99 gi|219846266|ref|NR_025856.1| Methylobacterium 
complete sequence 3938625 3940031 Methylobacterium 
a; Rhizobiales; Methylobacteriaceae; 
99 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
3940082 3941471 Afifella marina Bacteria; 


Rhodovulum 


Rhodovulum. 
Rhodovulum strictum 


99 3954787 Rhodovulum sulfidophilum 
7 


24 Rhodovulum strictum Bacteria; 


m. 

Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Desulfatibacillum 

6 Desulfatibacillum 
sulfobacteraceae; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Streptococcus minor 
minor Bacteria; 


Methylobacterium 
obacterium aquaticum 


lobacteriaceae; Methylobacterium. 


270742 Bacteria_16S 
marimammalium str 


270742 Bacteria_16S 


strain BR 16S ribosomal RNA, partial sequence 
rochaetales; 


Spirochaetes; Spi 
270742 Bacteria_16S 
strain C4D1M 16S 
Proteobacteria; 

270742 Bacteria_16S 
phenazinium strai 
Bacteria; Proteob 
270742 Bacteria_16S 
strain R 8118 16S 
Proteobacteria; 
270742 Bacteria_16S 


4243201 4243298 2 


ain M54/01/1 16S ribosomal RNA, partia 
marimammalium Bacteria; 


Firmicutes; 
111775 111871 3 


235490 235574 15 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


237126 237210 15 


n A 1 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 


468667 468751 15 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


563634 563730 3 


99 gi| 219846139 
4116858 41183 
Streptococcus. 
99 gi| 219846041 
42404 
les; Methy 
99 gi|219846040 
1 sequence 
Lactobacillales; Streptococca 
99 gi| 265678988 


Spirochaetaceae; Treponema. 


110499 11199 
99 gi| 265678905 
234235 23583 
rkholderia 
265678904 
23588 
riales; Bu 
gi| 265678739 
467397 46889 


99 gi 


99 


rkholderiaceae; 


ref |NR_025630.1 

4241925 424342 
ceae; Streptococ 
ref|NR_029296.1 


ref |NR_029213.1 
ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 

ref|NR_029044.1 


Burkholder 


99 gi| 265678677 


albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 


Acidithiobacillus. 


Streptococcus 

4 Streptococcus 

cus. 

Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Burkholderia graminis 


4 Burkholderia graminis Bacteria; 


ia. 

Burkholderia 

lderia phenazinium 
Burkholderia. 
Burkholderia terricola 


3 Burkholderia terricola Bacteria; 


ia. 


ref|NR_028982.1 
562358 563851 


Acidithiobacillus 
Acidithiobacillus 


270742 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; 


lecithinolyticum 
lecithinolyticum 


270742 Bacteria_16S 


strain LMG 16225 
Proteobacteria; 


caldus strain KU 
Proteobacteria; 


strain TCl 16S ri 
Proteobacteria; 


strain Y6 16S rib 
Proteobacteria; 


acidaminovorans s 
acidaminovorans B 


270742 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain CFBP 4188 
Proteobacteria; 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


270742 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 


Dethiosulfovibrio 


270742 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


270742 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


270742 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


270742 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


270742 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


270742 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


270742 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 


Pseudoxanthomonas. 
270742 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


270742 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


270742 Bacteria_16S 


Clost 
270742 Bacteria_16S 


B 
270742 Bacteria_16S 
caledonica strain 
caledonica Bacter 
270742 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


851148 851244 3 99 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
1264634 1264730 3 99 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; 
2385521 2385605 15 


gi 


99 gi 
etaproteobacteria; Burkholderiales; Bu 
2387045 2387129 15 99 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2998051 2998147 3 99 gi 


ammaproteobacteria; Acidithiobacillale 
60370 60453 Lz 99 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
61918 62001 17 99 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
483963 484062 1 99 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 
639263 639346 17 99 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
868035 868118 17 99 gi 


ammaproteobacteria; Xanthomonadales; X 
1140846 1140929 17 99 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


1172620 11727191 99 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 

1312832 131291517 99 gi 

ain LMG 747 16S ribosomal RNA, partial 

teria; Proteobacteria; Gammaproteobact 


1654016 1654099 17 99 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655563 1655646 17 99 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1736409 1736492 17 99 gi 
ain R10176 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1815387 1815470 17 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1850587 1850670 17 99 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


99 gi 


2042217 2042300 17 99 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


2043777 2043860 17 99 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2094347 2094430 17 99 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


849874 85135 


Spirochaetales; 


16S ribosomal RNA, partial sequence 2384259 23857 


59080 


60630 


16S ribosomal RNA, partial sequence 866725 86827 


1652728 16542 


1654275 16557 


1814099 18155 


te 


265678479 


e; Heliore 
219846655 
sequence 


’ 


219857470 


rkholderia 
219857469 
sequence 


’ 


219846925 


s; Acidith 
265679024 
60579 
anthomonad 
265679023 
62129 
anthomonad 
265678729 
sequence 

ynergistal 
265678625 
ence 63798 
nadales; X 
265678467 


anthomonad 
253680763 
quence 

ia; Salini 


228719312 
ence 11713 
istia; Syn 


228721465 
sequence 
eria; Xant 


219878439 


anthomonad 
219878438 


anthomonad 
219878384 

sequence 

e; 


219878326 


anthomonad 
219878302 
equence 

ia; Xantho 


219878167 
1 sequence 
teria; Xan 


219878166 
quence 
cteria; Xa 
219878126 
sequence 

ria; Xan 


2185238 2185321 17 99 gi 


Spirocha 


Burkhold 


ref 


ref 


1 


ref 


ref 


2 


ref 


ref 


ref 


ref 

4 
es; 
ref 
2 6 
ref 


ref 
1 


ref 
451 


ref 
£ 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


219857609 


taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 


ref 


is} 


etac 
30 Burkholderia 
ceae 


eria 


ioba 


anth 


spha 


ergi 


homo 


1735130 17366 
Actinomycet 


1849299 18507 
mona 


2040918 20424 
thomonadales; 


2042490 20440 
ntho: 


2093069 20945 
thomonadales; 


NR_028782.1 


NR_026247.1 
263357 126483 
eae; Trepone 
NR_025058.1 
; Burkholder 
NR_025057.1 
385781 238725 
les; Burkhol 
NR_026517.1 


cillaceae; 
NR_029332.1 


e; Xanthomon 
NR_029331.1 


e; Xanthomon 
NR_029034.1 
82698 484170 
Synergistace 
NR_028930.1 
39478 Stenot 
omonadaceae; 
NR_028770.1 


e; Xanthomon 
NR_028011.1 
139586 114102 
erales; Sali 


NR_027582.1 
172849 Dethio 
stales; Syne 


NR_027606.1 
311542 131304 
nadales; Xan 


NR_025578.1 


e; Thermomon 
NR_025577.1 


e; Thermomon 
NR_025523.1 
2 
° 


ales; Actin 


NR_025465.1 


e; Fulvimona 
NR_025441.1 
9 
dales; Xanth 
NR_025306.1 
3 
Xa 
NR_025305.1 
0 
monadales; X 
NR_025265.1 
4 


Xa 


Treponema 
5 Treponema 
ma. 


ia. 
Burkholderia 

6 Burkholderia 

deriaceae; 
Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 
Xanthomonas theicola 

Xanthomonas theicola Bacteria; 
acea 


as. 


as. 
Dethiosulfovibrio 
Dethiosulfovibrio 
ae; 
Stenotrophomonas 


Stenotrophomonas. 
as. 

Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 
Dethiosulfovibrio 


sulfovibrio 
rgistaceae; 


thomonadaceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 
acea 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 
acea 


as. 
Actinomyces 
2 Actinomyces 
mycineae; 


s. 

Thermomonas 
8 Thermomonas 
omonadaceae; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


NR_025198.1 


Pseudoxanthomonas 


183928 2185466 Pseudoxanthomonas 


Heliorestis baculata 
8 Heliorestis baculata Bacteria; 
stis 


Burkholderia fungorum 
fungorum Bacteria; 


Burkholderia. 


Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 
acea 


Dethiosulfovibrio. 
rophomonas rhizophila 
Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 
acea 


Xanthomonas arboricola 
3 Xanthomonas arboricola 


Fulvimonas soli strain 
95 Fulvimonas soli Bacteria; 
acea 


taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Pseudoxanthomonas. 
270742 Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 


Bacteria; 
270742 Bacteria_16S 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
acidaminiphila Bacteria; 


Stenotrophomonas. 
270742 Bacteria_16S 


marinus strain srl2 16S ribosomal RNA, partial sequence 
Synergistetes; 


Bacteria; 
270742 Bacteria_16S 


2318893 2318976 17 


2320485 2320568 17 
Proteobacteria; 
2352058 2352157 1 


Synergistia; 
2653041 2653123 17 


99 


99 


Gammaproteobacteria; 


99 


Synergistales; 


99 


strain VB32 16S ribosomal RNA, partial sequence 


270742 Bacteria_16S 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 


hibiscicola Bacteria; 
Pseudomonas. 
270742 Bacteria_16S 
strain ATCC 19374 
Bacteria; 
270742 Bacteria_16S 
strain ATCC 33616 
Bacteria; 
270742 Bacteria_16S 
japonensis strain 
Bacteria; 
270742 Bacteria_16S 


strain LMG 471 16S ribos 
Proteobacteria; Gammaproteobacteria; 


270742 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


270742 Bacteria_16S 


strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 


270742 Bacteria_16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


270742 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
270742 Bacteria_16S 


strain LMG 690 16S ribos 
Proteobacteria; Gammaproteobacteria; 


270742 Bacteria_16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


270742 Bacteria_16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


270742 Bacteria_16S 


strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 


270742 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


270742 Bacteria_16S 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


270742 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


270742 Bacteria_16S 


strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


270742 Bacteria_16S 


strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


270742 Bacteria_16S 


2851613 2851696 17 
Proteobacteria; 


2853182 2853265 17 


2857861 2857944 17 


2923902 2923985 17 


3182426 3182509 17 


3183978 3184061 17 


3185530 3185613 17 


3187082 3187165 17 


3188634 3188717 17 
Proteobacteria; 


3190186 3190269 17 


3191738 3191821 17 


3193290 3193373 17 


3194840 3194923 17 


3196392 3196475 17 


3289932 3290015 17 


3291457 3291540 17 


3293009 3293092 17 


3294561 3294644 17 


3296111 3296194 17 


99 


Gammaproteobacteria; 


99 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


99 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


99 


12-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


99 


omal RNA, partial sequence 


99 


somal RNA, partial sequence 3182688 31841 


99 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


99 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


99 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


99 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


99 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


99 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


99 


somal RNA, partial sequence 3193552 31950 
Xanthomonadales; Xanthomonad 


99 


99 


99 


99 


99 


99 


gi| 219857517 


gi| 219857516 


219857493 
23507 


gi 


Synergistaceae; 


gi|219857223 
2651733 26532 


219856890 
sequence 


gi 


219856889 
28518 


gi 


219856886 
28565 


gi 


219856841 
29226 


gi 
gi|219846800 
3181138 31826 


gi|219846799 


gi|219846798 
3184240 31857 


gi|219846797 
3185792 31872 


gi|219846796 
Xantho: 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 


gi|219846792 


gi|219846791 
3195102 31966 


gi|219846728 


gi|219846727 


gi| 219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


Pseudomonadales; 


ref|NR_025105.1 


ref |NR_025104.1 
2319172 232071 


ref|NR_025081.1 
96 2352265 Dethi 
ref|NR_024851.1 
Azoarcus. 


ref |NR_024709.1 
2850317 285183 


ref|NR_024708.1 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_026392.1 
Xanthomon 
ref|NR_026391.1 
Xanthomon 
ref |NR_026390.1 
aceae; Xanthomon 
ref|NR_026389.1 


aceae; Xanthomon 
ref|NR_026388.1 
187344 318884 
monadales; Xanth 


w 


ref |NR_026387.1 


aceae; Xanthomon 
ref |NR_026386.1 


aceae; Xanthomon 
ref|NR_026385.1 


aceae; Xanthomon 
ref|NR_026384.1 


aceae; Xanthomon 
ref|NR_026383.1 


aceae; Xanthomon 
ref|NR_026320.1 


aceae; Xanthomon 
ref|NR_026319.1 


aceae; Xanthomon 
ref|NR_026318.1 


aceae; Xanthomon 
ref|NR_026317.1 


aceae; Xanthomon 


gi| 219846724 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 


Pseudoxanthomonas 


82 2319121 Pseudoxanthomonas mexicana 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 


Xanthomonadales; Xanthomonadaceae; 


Dethiosulfovibrio 
sulfovibrio marinus 


° 
Dethiosulfovibrio. 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas geniculata 


86 2853382 Pseudomonas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 


ref|NR_026316.1 
3294823 329632 


Xanthomonas 
2 Xanthomonas 


albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 


270742 Bacteria_16S 3719147 3719230 17 99 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

270742 Bacteria_16S 3816706 3816789 17 99 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

270742 Bacteria_16S 4000362 4000445 17 99 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

270742 Bacteria_16S 16245 16343 1 99 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

270742 Bacteria_16S 76896 76978 17 99 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

270742 Bacteria_16S 78392 78474 i? 99 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

270742 Bacteria_16S 93350 93448 2 99 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

270742 Bacteria_16S 195682 195764 17 99 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 
270742 Bacteria_16S 271963 272061 1 99 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
270742 Bacteria_16S 306909 306991 17 99 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

270742 Bacteria_16S 323590 323688 1 99 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

270742 Bacteria_16S 374886 374968 17 99 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

270742 Bacteria_16S 400984 401066 17 99 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
asymbiotica subsp. australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 


Photorhabdus asymbiotica subsp. 
Enterobacteriales; Enterobacteriaceae; 
270742 Bacteria_16S 415047 415129 17 
kalixensis strain Kx127A2 16S ribosomal 
kalixensis Bacteria; Firmicutes; 
270742 Bacteria_16S 436627 436709 17 
putterlickiae str 
putterlickiae Bac 
Streptomycetaceae; Kitasatospora. 
270742 Bacteria_16S 519281 519363 17 
luminescens subsp 
luminescens subsp 
Enterobacteriaceae; 
270742 Bacteria_16S 
strain M343/98/2 


Photorhabdus. 
674108 674206 2 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


99 


RNA, co 


Lactobacillales; 


99 


99 


99 


Photorhabdus. 


gi 
mplete s 
Lacto 


gi 


ain F18-98 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


gi 


» kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


gi 


16S ribosomal RNA, partial sequence 672829 67426 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


270742 Bacteria_16S 
luminescens subsp 

Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 
270742 Bacteria_16S 725556 725638 17 
luminescens subsp 

Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 
270742 Bacteria_16S 758093 758175 17 


723973 724055 17 


99 


gi 


laumondii strain TTO1 16S ribosomal 


265678778 
equence 
bacillacea 
265678764 
sequence 


e; 


265678706 


265678600 


nomycineae; 
265678566 
RNA, parti 


rs 


ref 


L 


ref 
435340 43687 
e; Actinomycet 


ref 
seq 


cter 


ref 


13724 41527 


NR_029083.1 
8 
actobacillu 
NR_029069.1 
bY 
ales; Strept 
NR_029011.1 
uence 517982 
ia; Enteroba 


NR_028905.1 
tinomycetace 


NR_028870.1 
equence 


n 


Lactobacillus 
Lactobacillus 


Kitasatospora 
Kitasatospora 
omycineae; 


Photorhabdus 


cteriales; 


ae; Actinomyces. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


99 


Photorhabdus. 


gi 


akhurstii strain FRGO4 16S ribosomal 


265678565 
RNA, part 


ref 
ial 


NR_028869.1 
sequence 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


99 


Photorhabdus. 


gi 


265678541 


respiraculi strain AU3313 16S ribosomal RNA, partial sequence 


ref 


NR_028845.1 


Cupriavidus 


756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


519496 Photorhabdus 


Actinomyces coleocanis 
5 Actinomyces coleocanis Bacteria; 
Ac 
ref 
als 


270742 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


270742 Bacteria_16S 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
270742 Bacteria_16S 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 


taiwanensis strai 
taiwanensis Bacte 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


’ 


270742 Bacteria_16S 


199/55 16S riboso: 
Gammaproteobacter 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


, 


270742 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


, 


270742 Bacteria_16S 
train DSM 10 16S ribosomal RNA, partia 
Bacillales; 


subtilis s 
subtilis B 


subsp. 
subsp. 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


270742 Bacteria_16S 
in MPOB 16S ribosomal RNA, partial seq 
Deltaproteo 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


profundus strain 
Bacteria; Deinoco 


strain SK-1T 16S 


ridia; 


acteria; 
270742 Bacteria_16S 
ain CH34 16S ribosomal RNA, 
4 Bacteria; 


eae; 
270742 Bacteria_16S 


805616 805714 1 


823918 824000 17 


969261 969343 17 


Kitasatospora. 
1015165 1015247 17 


mal RNA, partial sequence 
ia; 
270742 Bacteria_16S 


Pseudomonadales; 
1261649 1261747 2 


Brevibacterium. 
1267725 1267807 17 


S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
270742 Bacteria_16S 


1291701 1291799 2 


1315960 1316042 17 


Firmicutes; 
1338932 1339014 17 


Proteobacteria; 
1348217 1348299 17 
Bacteria; Proteobacteria; 
Syntrophobacter. 
1437406 1437504 2 


Deinococci; 
1460051 1460133 17 


ribosomal RNA, partial sequence 


Moraxellaceae; 


Thermales; 


99 gi 


16S ribosomal RNA, partial sequence 804384 80579 
Clostridiales; Veillonellaceae; 


99 gi 


99 gi 


99 gi 
1013897 10 


99 gi 


49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 


99 gi 


12 


99 gi 


109 16S ribosomal RNA, partial sequenc 
Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 


99 gi 


99 gi 


partial se 
Betaproteo 


99 gi 


99 gi 


506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; 
270742 Bacteria_16S 


99 gi 


Mo 


Bacil 


T 


1458766 14602 


265678509 


Anaeroglo 
265678497 
sequence 
a; Burkhol 
265678398 
equence 
ae; Actino 


265678368 
15342 Morax 
raxella. 

219846707 
nce 12603 
Actinomyce 


219846423 
66430 12679 
alobactera 
228720812 
e 12904 
tinomyceta 


228716557 
1 sequence 
laceae; Ba 
228721484 
quence 

bacteria; 


228720860 
uence 
bacteria; 


224581430 
e 14361 
hermaceae; 
224581413 


ref|NR_028812.1| Anaeroglobus geminatus 
1 Anaeroglobus geminatus Bacteria; 


bus. 
ref|NR_028800.1| Cupriavidus 

822620 824161 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028700.1| Kitasatospora 

967981 969477 Kitasatospora 
mycetales; Streptomycineae; 
ref|NR_028670.1| Moraxella ovis strain 
ella ovis Bacteria; Proteobacteria; 
ref|NR_026299.1| Brevibacterium 
97 1261800 Brevibacterium mcbrellneri 
tales; Micrococcineae; 
ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 


ceae; Massilia. 
ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


Corynebacterium 
bacterium urealyticum 
rineae; 


Bacillus subtilis 
3 Bacillus subtilis 


ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_027607.1 
1337638 133913 


Burkholderiales; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


Syntrophobacter 
7 Syntrophobacter 
les; 


Oceanithermus 
thermus profundus 


ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

270742 Bacteria_16S 1517459 1517541 17 99 gi|219873435|ref|NR_025194.1| Desulfotignum 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 1517596 Desulfotignum 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfotignum. 

270742 Bacteria_16S 1556824 1556906 17 99 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

270742 Bacteria_16S 1558318 1558400 17 99 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

270742 Bacteria_16S 1559812 1559894 17 99 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

270742 Bacteria_16S 1880943 1881001 41 99 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 
270742 Bacteria_16S 1923376 1923458 17 99 gi| 219878246 |ref|NR_025385.1| Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

270742 Bacteria_16S 1938607 1938705 2 99 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

270742 Bacteria_16S 1953888 1953986 2 99 gi|219878226|ref|NR_025365.1| Corynebacterium 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae 


; Corynebacterium. 


1952641 1954047 Corynebacterium 


270742 Bacteria_ 
phenolica strain 
Bacteria; 
270742 Bacteria_ 


lanuginosus strai 
lanuginosus Bacte 


Chondromyces. 


270742 Bacteria_1 
apiculatus strain 
apiculatus Bacter 


Chondromyces. 


270742 Bacteria_1 


variabile strain 


variabile Bacteri 
Corynebacteriacea 
270742 Bacteria_1 
aquibiodomus strain NL21 16S ribosomal RNA, partial seq 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacte 


Nitratireductor. 


270742 Bacteria_1 
strain AU2944 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
270742 Bacteria_16S 


strain DSM 11853 
Proteobacteria; 
Bacteria; 


strain NRRL B-231 
Firmicutes; Bacil 


270742 Bacteria_16S 
strain LBB1 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
270742 Bacteria_16S 
viterbiensis stra 
viterbiensis Bact 
270742 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


270742 Bacteria_16S 


olearium strain S 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


270742 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


270742 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 


subsp. spizizenii 
subtilis subsp. s 


270742 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


270742 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


270742 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


270742 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


270742 Bacteria_16S 


cineracea strain 


Streptomycetaceae 


Proteob 


B 
270742 Bacteria_16S 
campinensis strai 
Proteob 
270742 Bacteria_16S 


16S 1976523 1976605 17 99 gi 


acteria; 


16S 1984334 1984416 17 99 gi 


ria; Proteobacteria; 


6S 1985918 1986000 17 99 gi 


6S 2031442 2031540 2 99 gi 
DSM 20132 16S ribosomal RNA, partial s 


e; Corynebacterium. 
6S 2098882 2098964 17 


99 gi 


6S 2123232 2123314 17 99 gi 


2275101 2275183 17 99 gi 
etaproteobacteria; Burkholderiales; Bu 
2276635 2276717 17 99 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2285822 2285904 17 99 gi 
54 16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2341492 2341574 17 99 
ibosomal RNA, partial sequence 


gi 


2406772 2406870 1 99 gi 
Firmicutes; Clostridia; 
2437245 243732717 99 


eria; 
gi 


etaproteobacteria; Burkholderiales; Bu 
2505201 2505298 2 99 gi 
Rl 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2515857 2515955 1 99 gi 
ridiales; Clostridiaceae; Caloramator. 
2527944 2528040 3 99 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2532542 2532624 17 99 gi 


etaproteobacteria; Burkholderiales; Bu 
2551685 2551767 17 99 gi. 


pizizenii Bacteria; Firmicutes; Bacill 
2563966 2564064 2 99 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


2705430 2705512 17 99 gi 
n JCM 1039 16S ribosomal RNA, partial 

ria; Firmicutes; Lactobacillales; Lact 
2721950 2722048 2 99 gi 
rain 42BKT 16S ribosomal RNA, partial 

cteria; Proteobacteria; Epsilonproteob 
2836281 2836363 17 99 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2843834 2843916 17 99 gi 
SK-3255 16S ribosomal RNA, 


; Kitasatospora. 


PhOl 16S ribosomal RNA, partial sequen 
Deltaproteobacteria; Desulfob 


n Sy t2 16S ribosomal RNA, partial seq 


Deltaproteobacter 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


in JW/MS-VS5 16S ribosomal RNA, partia 
Clostrid 


ac 


ia 


ue 
a; 


ue 
ri 


rk 


nc 
ri 


ho 


1 


ia 


rk 


sp 


ne 
oc 


rk 


al 
ia 
ac 
se 


ob 


se 
ac 


en 
ri 


ce 


rk 


219878211 
19752 
terales; 
219878206 
ue 


nce 


v 


219878205 


nce 


219878175 


eq 
a; Actinobacteria; Actinobacteridae; Act 


uence 


219878123 


nce 
a; 


219857653 
2121958 21233 
holderia 
219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
holderia 
219857549 
22753 


e 
ales; 


219857542 
22845 


219857501 
2340265 23417 
dobacter 
219857456 
sequence 
Clo 
219857430 
6S ribosomal RNA, partial sequence 2436004 24374 
holderia 
219857379 
25039 
iraceae; 
219857367 
somal RNA, partial sequence 2514611 2516064 Calor 


les; 


219857359 
25266 
caceae; 

219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
holderia 
219857343 
partial 

Baci 
219857335 
1 sequen 


e 


es; 


teria; 


219857185 
quence 
acillace 
219857174 
quence 


teria; 


219856900 
ce 28349 


ales; 


219856895 
complete sequence 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Myxoco 


Myxococ 


inomycet 


Rhizo 


Bu 


cS 


s 


Bu 


ref 
151 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


ref 


Des 
1983024 19845 


ccal 


1984609 19861 
cale 


2030195 20316 
ales 


2097632 20990 
bial 


59 2276842 Cupri 
rkho 


30 2285939 Bacil 


2405537 24070 
stri 


25 2505435 Sporo 
Spo 


amat 


73 2528174 Desul 
Desu 


sequ 
llac 


ce 2562731 256415 
ampy 
2704122 270562 
2720705 272211 
ulfu 


92 2836452 Burkho 
rkho 


NR_025350.1 
976722 Desulf 
ulfobacterac 
NR_025345.1 
5 
es; Sorangii 
NR_025344.1 
4 
s; Sorangiin 
NR_025314.1 
3 
t 


; Corynebac 


NR_025262.1 
8 
a 


es; Phyllob 


NR_025242.1 
; Ralstonia. 
NR_025138.1 


; Cupriavidu 
NR_025137.1 
a 
lderiaceae; 
NR_025130.1 
1 


NR_025089.1 


e; Rhodobac 
NR_025044.1 
1 
diaceae; Cal 
NR_025018.1 
; Cupriavidu 
NR_024967.1 
b 
robacterium. 
NR_024955.1 
or coolhaasi 


NR_024947.1 
f 
lfotomaculu: 
NR_024944.1 
; Cupriavidu 
NR_024931.1 
ence 255039 
eae; Bacillu 
NR_024923.1 


lobacterales 
NR_024813.1 


Lactobacillu 
NR_024802.1 


rovum. 
NR_024721.1 


lderiaceae; 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 

Chondromyces 
8 Chondromyces 
neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


s. 
Cupriavidus 

vidus campinensis 

Cupriavidus. 


o@ 


Caloramator 
6 Caloramator 
oramator. 


Ss. 
Sporobacterium 
acterium olearium 


i Bacteria; 


Desulfotomaculum 


Ss. 

Bacillus subtilis 
4 2551802 Bacillus 

Ss. 

Helicobacter 

0 Helicobacter 
Helicobacteraceae; 


’ 


Lactobacillus 
7 Lactobacillus 
Ss. 

Sulfurovum 

0 Sulfurovum 


Burkholderia 
lderia kururiensis 
Burkholderia. 


NR_024714.1 


Kitasatospora 


2842551 2844065 Kitasatospora 


Streptomyc 


ineae; 


Ralstonia insidiosa 
93 Ralstonia insidiosa Bacteria; 
ceae 
Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Rhodobaca bogoriensis 
21 Rhodobaca bogoriensis Bacteria; 
acea 


Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
ceae 


Caloramator coolhaasii 
Firmicutes; 


otomaculum alkaliphilum 
m. 
Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 
ceae 


270742 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; 


strain DSM11031 1 
Firmicutes; 


strain IFO15718 1 
Firmicutes; 


strain JCM9070 16 
Firmicutes; 


falsenii CCUG 336 


Bacteria; Actinob 


Corynebacterium. 


270742 Bacteria_16S 
kroppenstedtii st 


kroppenstedtii DS 


Corynebacteriacea 
270742 Bacteria_16S 
strain HA2P 16S r 
Spi 
270742 Bacteria_16S 


Spirochaetes; 


lividum strain DS 
Bacteria; 


agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 
270742 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


270742 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


270742 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


270742 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


270742 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


270742 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


270742 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


270742 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


270742 Bacteria_16S 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


270742 Bacteria_16S 


strain OS-3256 16 
Actinobacteria; A 


270742 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


G 
270742 Bacteria_16S 


Bacil 
270742 Bacteria_16S 


Bacil 
270742 Bacteria_16S 


Bacil 
270742 Bacteria_16S 


Proteob 
270742 Bacteria_16S 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2876527 2876609 17 99 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2882792 2882874 17 99 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3148893 3148991 2 99 gi 
51 16S ribosomal RNA, partial sequence 


gi 


gi 


ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
3221917 3222007 9 99 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3223436 3223526 9 99 gi 
train Wlr3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobac 


en 
rd 


se 
te 


3224962 3225060 2 99 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3238688 3238770 17 99 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


eq 
a; 


3408701 3408783 17 99 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


eq 


v 


3495907 3496005 2 99 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 


3526169 3526267 1 99 gi 


ammaproteobacteria; Methylococcales; Met 
3598033 35981311 99 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3641935 3642017 17 99 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
; Kitasatospora. 

3643467 3643549 17 99 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 
3644999 3645081 17 99 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
3698121 3698219 2 99 


en 
sp 


qu 
e; 


s 
A 


, 


gi 


Stre 
gi 


pt 


psilonproteobacteria; Campylobacterales; 


270742 Bacteria_16S 


strain ROO1 16S r 


2870477 28720 


219856874 
2875223 28767 


219856870 
2881499 28830 


219846823 


3204032 32054 


219846773 


219846772 


219846771 


219846762 


219846640 


219846579 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
3587293 3587383 9 99 gi|219846518|ref|NR_026110.1 
ibosomal RNA, partial sequence 3585997 3587456 Methylomonas 


219846509 


219846478 


219846477 


219846476 
3643713 36451 


219846438 
6S ribosomal RNA, partial sequence 3696887 36983 


ref|NR_024693.1 


ref|NR_024689.1 


ref |NR_026415.1 


3147642 3149116 Coryn 


ref |NR_026365.1 
51 3222119 Janth 
alobacteraceae; 
ref |NR_026364.1 
3222170 322363 
kholderiales; Ox 


ce 32206 
ales; Ox 


quence 
ria; Bur 


ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


32236 
es; Acti 
ref |NR_026354.1 

3237371 323891 
bacterales; Desu 


uence 
Desulfo 


ref|NR_026232.1 
3407396 340888 
obacterales; Syn 


uence 
Syntroph 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


34946 
es; Pseu 


ref|NR_026151.1 


hylococcaceae; Methylomo 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026070.1 
ence 3640656 364213 
Actinomycetales; Strept 


ce 35967 
iraceae; 


ref|NR_026069.1 
3642181 364366 
etales; Streptom 


equence 
ctinomyc 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref |NR_026029.1 


omycinea 


Helicobacteraceae; Heli 


3771250 3771332 17 99 gi 
ibosomal RNA, partial sequence 


219846384 
3769978 3771422 Ralstonia syzygii Bacteria; 


e 


i 


2864001 2864083 17 99 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
6S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

2871785 2871867 17 99 gi|219856877|ref|NR_024696.1| Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Corynebacterium 
bacterium falsenii 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
3200874 3200972 2 99 gi|219846788|ref|NR_026380.1| Corynebacterium 
rain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
M 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
3205300 3205382 17 99 gi| 219846785 |ref|NR_026377.1| Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Thermocrispum agreste 
crispum agreste 


seudonocardiaceae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 

Clostridium 
idium lentocellum 
m. 

Kitasatospora 

0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 
ycineae; 


Kitasatospora azatica 
azatica Bacteria; 

ceae; Kitasatospora. 
Helicobacter trogontum 


08 Helicobacter trogontum Bacteria; 


cobacter. 


ref|NR_025975.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 


Ralstonia syzygii 


270742 Bacteria_ 
norvegica strain 
Bacteria; 


Thermodesulforhab 


270742 Bacteria_ 


strain 165 16S ri 
E 


Proteobacteria; 
270742 Bacteria_ 


ATCC 35205 16S ri 
Clost 


Firmicutes; 
270742 Bacteria_ 
strain IAM 12670 
Proteobacteria; 

270742 Bacteria_ 
strain SEBR 2582 
Proteobacteria; 


Aestuariibacter. 


270742 Bacteria_16S 
salexigens strain 
salexigens Bacter 


Aestuariibacter. 


270742 Bacteria_16S 
strain V2 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
270742 Bacteria_16S 
methylpentosum st 
methylpentosum Ba 
270742 Bacteria_16S 


strain SS 1019 16 
Firmicutes; 


succinoxidans Bac 
Desulfuromusa. 


270742 Bacteria_16S 
F186 16S ribosoma 
Alphaproteobacter 
270742 Bacteria_16S 
strain B 16S ribo 
Alphaproteobacter 
270742 Bacteria_16S 


strain PL7HG1 16S 


strain F12 16S ri 
Firmicutes; Bacil 


270742 Bacteria_16S 


strain E7107 16S 


Proteob 


B 


D 


Lacto 
270742 Bacteria_16S 
succinoxidans str 


bosomal RNA, partial sequence 
ridia; Clostridiales; 
16S 3973952 3974042 9 99 gi 
16S ribosomal RNA, partial sequence 39 


16S 4066868 4066950 17 99 gi 
16S ribosomal RNA, partial sequence 40 
4128885 4128967 17 


99 gi 


4130374 4130456 17 99 gi 


8735 8831 2 
osomal RNA, partial sequence 


99 gi 


25534 25631 2 99 gi 
cteria; Firmicutes; Clostridia; 
31643 31740 2 99 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 


142355 142452 2 


gi 


Facklamia. 
99 gi 


teria; Proteobacteria; 


255485 255582 2 
1 RNA, partial sequence 


99 gi 


351120 351217 2 99 gi 


ia; Rhodobacterales; Rhodobacteraceae; 
384044 384141 2 99 gi 
ribosomal RNA, partial sequence 


424183 424280 2 99 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
447392 447457 34 99 
ribosomal RNA, partial sequence 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


270742 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


270742 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


270742 Bacteria_16S 


strain CE2105 16S 


502613 502694 18 99 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

562091 562156 34 99 gi 
ain 170-96 16S ribosomal RNA, partial 


gi 


586139 586236 
16S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
630108 630205 2 99 
ribosomal RNA, partial sequence 


2 99 gi 
partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


270742 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


270742 Bacteria_16S 


666548 666645 2 99 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 
720849 720946 2 


gi 


99 gi 


16S 3777332 3777414 17 99 gi| 219846379 
A8444 16S ribosomal RNA, partial sequence 37759 
acteria; Deltaproteobacteria; Syntrophobacterale 
dus. 

16S 3819737 3819835 2 99 gi| 219846350 
bosomal RNA, partial sequence 3818485 38199 
psilonproteobacteria; Campylobacterales; Helicob 
16S 3830437 3830535 1 99 gi| 219846342 


3829173 38306 
Heliobacteriacea 


etaproteobacteria; Burkholderiales; Ox 


eltaproteobacteria; Desulfovibrionales 
270742 Bacteria_16S 
halophilus strain 
halophilus Bacter 


JC2043 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


JC2042 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


7488 


rain R2 16S ribosomal RNA, partial seq 
Clostr 


30363 


ain Gylac 16S ribosomal RNA, partial s 
Deltaproteobact 


254252 255652 Afipi 
ia; Rhizobiales; Bradyrhizobiaceae; Af 


somal RNA, partial sequence 349928 351312 Parac 


382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
270742 Bacteria_16S 
422881 42442 


446125 44760 


501307 50281 


teria; Proteobacteria; Alphaproteobact 


Syntrophomonadac 


e; Helioba 
219846243 
72687 39741 
alobactera 
219846175 
65569 40669 
; Desulfov 
219846131 
uence 

a; Alterom 


219846130 
uence 
a; Alterom 


265679058 
8910 
nellaceae; 
265679047 
uence 

idiales; C 
265679043 
31864 


265678968 
equence 
eria; Desu 


265678892 


ipia. 
265678824 


Paracoccu 
265678799 


rhizobiace 
265678772 
265678757 


Acetobacte 
265678717 


ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


ref|NR_025941.1 
57 Helicobacter cinaedi Bacteria; 
acteraceae; Helicobacter. 
ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 
cterium. 
ref |NR_025833.1| Duganella zoogloeoides 
37 Duganella zoogloeoides Bacteria; 
ceae; Duganella 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025721.1 
4127615 412904 
onadales; Altero 


Helicobacter cinaedi 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


ref |NR_025720.1 
129099 413053 


onadales; Altero 


rs 


ref|NR_029366.1| Bartonella grahamii 
Bartonella grahamii Bacteria; 
Bartonella. 
ref |NR_029355.1 
24277 25711 
lostridiaceae; Clostridium. 
ref|NR_029351.1| Facklamia sourekii 
Facklamia sourekii Bacteria; 


Clostridium 
Clostridium 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


ref|NR_029276.1 
141109 142543 
1lfuromonadales; 


ref 
a br 


NR_029200.1 
oomeae Bacte 


Afipia broomeae strain 
ria; Proteobacteria; 


Paracoccus kocurii 
cteria; Proteobacteria; 


ref 
occu 
Ss. 
ref|NR_029104.1| Bradyrhizobium betae 
9 Bradyrhizobium betae Bacteria; 

ae; Bradyrhizobium. 

ref|NR_029077.1| Bacillus algicola 

5 Bacillus algicola Bacteria; 


NR_029129.1 
s kocurii Ba 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029022.1| Bacillus indicus 

1 Bacillus indicus Bacteria; 


biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


Asticcacaulis. 


265678678 |ref|NR_028983.1| Roseomonas 

sequence 560822 562307 Roseomonas 

eria; Rhodospirillales; Acetobacteraceae; 

265678662|ref|NR_028967.1| Bacillus barbaricus 

584888 586308 Bacillus barbaricus Bacteria; 

265678631|ref|NR_028936.1| Roseospira marina 
628893 630298 Roseospira marina Bacteria; 

Rhodospirillaceae; Roseospira. 

265678605 |ref|NR_028910.1| Pelospora glutarica 
665236 666735 Pelospora glutarica Bacteria; 

eae; Pelospora. 

265678568 |ref|NR_028872.1| Asticcacaulis 


719632 721036 Asticcacaulis 


270742 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


270742 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


270742 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


270742 Bacteria_16S 


marinus subsp. pa 


Prochlorococcus marinus subs 


Prochlorococcacea 


270742 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


270742 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


270742 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


270742 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


270742 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


270742 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


270742 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


270742 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


270742 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


270742 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


270742 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


270742 Bacteria_16S 
vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


270742 Bacteria_16S 


51271 16S ribosom 
Firmicutes; Clost 


270742 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


846836 846933 2 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
869587 869684 3 99 gi 
"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
871054 871151 2 99 gi 
in B0O71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


99 gi 


879834 879931 2 99 gi 
storis strain PCC 9511 16S ribosomal R 


Prochlorococcus. 

905920 906001 18 99 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
r. 


e; 


993917 994014 2 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
997002 997099 2 99 gi 
ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1056340 1056437 2 99 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1057839 1057936 2 99 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


99 gi 


al 


1087831 1087928 2 

1 RNA, complete sequence 
laceae; Bacillus. 
1155889 1155986 2 


99 gi 


99 gi 


Oceanoba 
gi 


tes; Bacillales; Bacillaceae; 
1297672 1297769 2 99 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1364664 1364761 2 99 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1366093 1366190 2 99 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1391752 1391849 2 99 gi 
503 16S ribosomal RNA, partial sequenc 
; Proteobacteria; Alphaproteobacteria; 
1408248 1408345 2 99 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


Ru 


en 
le 


e 
P 


ar 
ac 


1409795 1409892 2 99 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 
1482948 1483045 3 


gi 
Clostridiaceae; Cl 
99 gi 
Fusobacte 
1499530 1499627 2 

al RNA, complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1526581 1526662 18 99 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1568742 1568839 3 99 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 


99 gi 


Cc 


v 


ri 


270742 Bacteria_16S 


faecalis strain g 


265678482 
845553 84708 
Clostridiu 
265678466 
ial sequen 
obacteriac 
265678465 
uence 
ria; 


265678459 
NA, partia 
p. pastoris Bacteria; Cyanobacteria; Prochlorales; 


265678441 
ence 90455 
aerobacter 


265678382 
ce 
phomonadac 
265678380 
995703 99724 
catella. 
265678340 
uence 

ae; 
265678339 


eria; 


265678318 
1086532 1088056 Bacil 


253680753 
16S ribosomal RNA, partial sequence 1154576 11561 
cillus. 

219857534 
1296399 12978 


228719063 


228719040 


228716336 


219846657 


224581401 
1408524 14099 


219878151 


219846656 
1498269 1499735 Caton 


219857499 


219846057 
1567482 15689 


ref|NR_028785.1 
m. 
ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
ref |NR_028768.1 

869838 871263 
Rhizobiales; Bradyrhi 
ref 
1 se 


NR_028762.1 
quence 


ref|NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 
ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_028682.1 


99261 


ref |NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


Parali 


sequenc 
Rhiz 


ref 
lus 


NR_028620.1 
akibai Bacte 


ref|NR_028001.1 


ref |NR_025122.1 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref |NR_026249.1 
uence 140703 


phingomonadales; 


13634 
minococc 


ce 13648 
Ss; Brady 


13905 
arvularc 


tial seq 
teria; S 


ref |NR_024719.1 


ostridium. 
ref 

sequ 
obac 


NR_025290.1 
ence 148170 
teriales; Fu 


partial 
ria; Fus 


ref 
ella 
atonella. 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025647.1 
67 Leptotrichia 


NR_026248.1 
morbi ATCC 


15252 
Lactobac 


chia. 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Leptotrichia 

Leptotrichia 
a. 
Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Prochlorococcus 
878614 880078 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Paraliobacillus 
2 Paraliobacillus 


Rhodopseudomonas 
7 Rhodopseudomonas 


izobiaceae; 


Bacillus akibai strain 
ria; Firmicutes; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Nitrobacter 

acter hamburgensis X14 
trobacter. 
Parvularcula 

arcula bermudensis 
culaceae; Parvularcula. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Catonella morbi ATCC 
51271 Bacteria; 


Lactobacillus jensenii 
acillus jensenii 


Leptotrichia hofstadii 


hofstadii Bacteria; 


1573248 1573345 2 99 gi 
c 16S ribosomal RNA, partial sequence 


219857383 


ref|NR_024971.1 
1572032 1573475 Rhodop 


Rhodopseudomonas 
seudomonas faecalis 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 


270742 Bacteria_16S 1616015 1616112 2 99 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
strain CM243 16S ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

270742 Bacteria_16S 1631165 1631262 2 99 gi|219878456|ref|NR_025595.1| Bacillus gelatini 


strain LMG 21880 
Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


16S ribosomal RNA, partial sequence 1629885 16313 


69 Bacillus gelatini Bacteria; 


270742 Bacteria_16S 1632693 1632790 2 99 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 

270742 Bacteria_16S 1637307 1637388 18 99 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

270742 Bacteria_16S 1734873 1734970 2 99 gi|219878385|ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
270742 Bacteria_16S 1753181 1753278 2 99 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270742 Bacteria_16S 1839822 1839903 18 99 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270742 Bacteria_16S 1844473 1844570 2 99 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

270742 Bacteria_16S 1857946 1858043 2 99 gi| 219878296 |ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

270742 Bacteria_16S 1961453 1961550 2 99 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

270742 Bacteria_16S 2015101 2015198 2 99 gi| 219878186 |ref|NR_025325.1| Hyphomonas polymorpha 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

270742 Bacteria_16S 2083783 2083864 18 99 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270742 Bacteria_16S 2115622 2115719 2 99 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

270742 Bacteria_16S 2302145 2302242 2 99 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

270742 Bacteria_16S 2467663 2467760 2 99 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270742 Bacteria_16S 2537040 2537137 2 99 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

270742 Bacteria_16S 2538398 2538495 2 99 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

270742 Bacteria_16S 2541133 2541230 2 99 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

270742 Bacteria_16S 2591667 2591764 2 99 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

270742 Bacteria_16S 2726548 2726645 2 99 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270742 Bacteria_16S 2865502 2865599 2 99 gi| 219856881 |ref|NR_024700.1| Sphingomonas 
echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 2864276 2865738 Sphingomonas 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

270742 Bacteria_16S 2884345 2884426 18 99 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

270742 Bacteria_16S 2922354 2922451 2 99 gi|219856842|/ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

270742 Bacteria_16S 2964513 2964610 2 99 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
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270742 Bacteria_ 
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Bacil 
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270742 Bacteria_ 
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pseudalcaliphilus 
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teobacteria; Rhodobacterales; 
3141336 3141433 2 99 gi 


gi 
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Gemel 
gi 
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16S 3142895 3142992 2 99 

S ribosomal RNA, partial sequence 
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16S 3167238 3167335 2 
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ria; Deinococcus-Thermus; Deinococci; 

16S 3170270 3170367 2 99 gi 
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teria; Deinococcus-Thermus; Deinococci; 
16S 3297622 3297719 2 99 gi 
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, 


219846832 
3134094 31355 
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219846828 
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2 Lactobacillus 


ref|NR_026509.1 
3008942 301036 
e; Lactobacillu 
ref |NR_026458.1 

3083185 308466 
rales; Thermoana 


n 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


ref |NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026453.1 
90 Ignavigranum 


Granulicatella 
3 Granulicatella 
tella. 
Ignavigranum ruoffiae 
ruoffiae Bacteria; 


ref 
3 


NR_026429.1 
126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


ref|NR_026424.1| Paracoccus alkenifer 
01 Paracoccus alkenifer Bacteria; 

aceae; Paracoccus. 

ref|NR_026420.1| Gemella bergeri strain 
la bergeri Bacteria; Firmicutes; 


219846827 
3141609 31431 
Se 
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s 
De 
219846808 
al 
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equen 
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Deino 


219846723 
en 
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ref|NR_026419.1 


Gemella 
ref 


NR_026402.1 
165996 316746 
les; Deinococcac 
ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026315.1 
73 3297834 Pseudo 


w 


ce 
cca 


enc 
coc 
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5 


eae; 


i 


aceae; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Deinococcus 
Deinococcus 
Deinococcus. 
Deinococcus 
Deinococcus 
Deinococcus. 
Pseudobutyrivibrio 


butyrivibrio ruminis 


Lachno 


tes; Clostridia; Clostridiales; 
16S 3299149 3299246 2 99 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3535297 3535394 2 99 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3538420 3538517 2 99 gi 
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Pseudobutyrivibrio. 
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ref|NR_026314.1 
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ref|NR_026143.1 


e; 
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Bacillus 


4 Bacillus 


Bacillus gibsonii 


strain DSM 8722 1 
Firmicutes; Bacil 


strain DSM 8715 1 


lales; 
270742 Bacteria_16S 


Bacillaceae; 
3544674 3544771 2 


6S ribosomal RNA, partial sequence 3537139 35386 
Bacillus. 


99 gi 


219846547 
6S ribosomal RNA, complete sequence 3543393 35448 


44 Bacillus gibsonii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270742 Bacteria_16S 3596501 3596598 2 99 gi|219846511|ref|NR_026103.1| Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270742 Bacteria_16S 3619257 3619354 3 99 gi|219846493|ref|NR_026085.1| Fusobacterium 
periodonticum strain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

270742 Bacteria_16S 3620638 3620735 3 99 gi|219846492|ref|NR_026084.1| Fusobacterium 
nucleatum subsp. animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


270742 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


270742 Bacteria_16S 
succiniciproducen 
succiniciproducen 
Anaerobiospirillum. 
270742 Bacteria_16S 
palmitatis strain 
Proteob 
270742 Bacteria_16S 


Bacteria; 


strain 2917B 16S 


Firmicutes; Bacillales; Bacillales Family XI. 


animalis Bacteria; 
Fusobacterium. 

3622019 3622116 3 99 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; Fuso 
3634238 3634335 2 99 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 


al 


3774222 3774319 2 99 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3872739 3872836 2 99 gi 
ribosomal RNA, partial sequence 


ba 
219846483 


ob 
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cteriale 


sequenc 
acteria; 


219846382 
en 
omonadales 


ce 37729 


219846314 
3871442 3872977 Gemella morbillorum Bacteria; 
Incertae Sedis; 


Fusobacteria; 


Fusobacteriales; 


Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Anaerobiospirillum 

8 Anaerobiospirillum 
Succinivibrionaceae; 
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Ss; Fusobacteriac 
ref|NR_026075.1 
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270742 Bacteria_16S 


strain S-606 16S 
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Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
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strain Iso-46 16S 
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Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
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Psychrobacter. 
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270742 Bacteria_16S 
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gi 


6S ribosomal RNA, partial sequence 4024698 40261 


4220889 4222400 Bacil 


4222451 42238 
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265678481 
nce 84713 
terales; R 
228716720 


rkholderia 
224581443 
ence 14222 
nadales; M 
224581423 


oraxellace 
224581406 
1 sequence 
ria; Pseud 


219878393 


oraxellace 
219878392 


oraxellace 
219878386 


Butyrivib 


1826170 1826262 7 99 gi 
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a haemolysans ATCC 10379 
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Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Fusobacterium 
4 Fusobacterium 
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Thioalkalivibrio 
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Bacillus macyae strain 
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Afipia massiliensis 


25 Afipia massiliensis Bacteria; 
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arsenatis Bacteria; 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Psychrobacter pulmonis 
pulmonis Bacteria; 
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Psychrobacter faecalis 
faecalis Bacteria; 
Tis 
Psychrobacter 
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ychrobacter. 
Psychrobacter 
Psychrobacter 
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Paracoccus 
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fozii Bacteria; 
ae 

Butyrivibrio hungatei 


fozii 
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ref|NR_025458.1 
1824887 182631 


Psychrobacter 
4 Psychrobacter 


270742 Bacteria_16S 1827648 1827740 7 99 gi|219878318|ref|NR_025457.1| Psychrobacter 
submarinus strain KMM 225 16S ribosomal RNA, partial sequence 1826365 1827792 Psychrobacter 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
270742 Bacteria_16S 2103531 2103623 3 95 gi|219878118|ref|NR_025257.1| Desulfonauticus 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
270742 Bacteria_16S 2176182 21762747 99 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
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Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
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S ribosomal RNA, partial sequence 
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2712872 2712969 2 99 gi 
ibosomal RNA, partial sequence 
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ain S1-1 16S ribosomal RNA, partial se 
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7B 16S ribosomal RNA, partial sequence 
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e 
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4 Nesterenkonia 
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NR_024808.1 
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adales; Mor 
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4 
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NR_025798.1 
1 
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NR_029325.1 
71125 
nellaceae; S 
NR_029286.1 
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jeotgali Bacteria; 
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Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 
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1 Succinivibrio 
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4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Psychrobacter 
6 Psychrobacter 
xellaceae; 
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Schwartzia 
chwartzia. 

Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Nesterenkonia lutea 
lutea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

270742 Bacteria_16S 361490 361573 17 99 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

270742 Bacteria_16S 427323 427406 17 99 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

270742 Bacteria_16S 430410 430493 17 99 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

270742 Bacteria_16S 596713 596796 17 99 gi|265678655|ref|NR_028960.1| Actinomyces funkei 


strain CCUG 42773 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
270742 Bacteria_16S 


strain HKI 0119 1 
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270742 Bacteria_16S 642367 642450 17 99 gi| 265678623 |ref 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 


lacusekhoensis Ba 
Micrococcaceae; N 


270742 Bacteria_16S 
mal RNA, partial sequence 


PB90-1 16S riboso: 
Opitutae; Opituta 


270742 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


270742 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


16S ribosomal RNA, partial sequence 


637728 637811 17 99 gi 


les; Opitutaceae; Opitutus. 
765719 765786 32 

n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
972366 972465 1 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
1060902 1061001 1 99 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 


99 gi 


ne 


i; 


270742 Bacteria_16S 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 


1429727 1429810 17 99 gi 


nomycineae 
265678626 
6S ribosomal RNA, partial sequence 636453 63793 


cteria; Actinobacteria; Actinobacteridae; Actinomyce 
esterenkonia. 
696871 696970 1 99 gi| 265678585 |ref 


695588 697067 Opitu 


265678536 
nce 


265678396 
obacterale 
265678337 


uence 


224581439 


59545 


; Ac 
ref 


tus 


ref 
76438 
llaceae; Mit 
ref 
97110 
s; C 
ref 


Thermales; 


5 596820 Actin 


641107 64257 


5 765927 Mitsu 


0 972566 Campy 


fo) 
tinomycetace 
NR_028931.1 


trasporangia 
NR_028928.1 
3 
tales; Micro 
NR_028890.1 


terrae Bacte 


NR_028840.1 
° 
suokella. 
NR_028698.1 
1 
ampylobacter 
NR_028639.1 


1059624 106111 


Thermaceae; 


ref 


NR_027221.1 


myces funkei Bacteria; 
ae; Actinomyces. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Mitsuokella 
kella jalaludinii 


Campylobacter lanienae 
obacter lanienae 

aceae; Campylobacter. 
Marinithermus 

6 Marinithermus 
Marinithermus. 
Lysobacter 


1428427 1429921 Lysobacter 


antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Lysobacter. 
270742 Bacteria_ 


strain OMZ833 16S 
Spi 


Spirochaetes; 
270742 Bacteria_ 


atypicum strain R 
Bacteria; Actinob 


Corynebacterium. 
270742 Bacteria_ 


cardiffensis stra 
cardiffensis Bact 


Actinomycetaceae; 
270742 Bacteria_ 


halodurans strain 
Proteob 


Bacteria; 
270742 Bacteria_ 


saxobsidens strai 
saxobsidens Bacte 


Blastococcus. 
270742 Bacteria_ 


gandavensis strai 
gandavensis Bacte 


Arthrobacter. 


270742 Bacteria_16S 
suimastitidis str 
suimastitidis Bac 


Actinomycetaceae; 


270742 Bacteria_16S 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
270742 Bacteria_16S 


strain CF-25 16S 
strain B1953/27.1 
Proteobacteria; 


strain Z-7792 16S 
Firmicutes; Bacil 


270742 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


270742 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


270742 Bacteria_16S 


hyointestinalis s 


Campylobacter hyointestinalis subsp. 


Campylobacterales 


270742 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


270742 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


270742 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


270742 Bacteria_16S 


macrosporus strai 
mMacrosporus Bacte 
Streptomycetaceae 


270742 Bacteria_16S 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


G 
270742 Bacteria_16S 


16S 1523517 1523584 32 99 
ribosomal RNA, partial sequence 
rochaetales; 


16S 


gi|2 
Spirochaetaceae; Treponema. 
1710580 1710663 17 99 gi|2 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


16S 1739455 1739538 17 99 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

16S 1766848 1766931 17 99 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
16S 1789301 1789384 17 99 gi 
n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


2 


’ 


2 


16S 1799994 1800077 17 99 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


1902439 1902522 17 99 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1952449 1952532 17 99 gi 
16S ribosomal RNA, partial sequence 


e; 


1958345 1958428 17 99 
ribosomal RNA, partial sequence 


gi 


ammaproteobacteria; Xanthomonadales; X 
2192885 2192982 2 99 gi 
ribosomal RNA, partial sequence 

lales; Bacillaceae; Amphibacillus. 
2336996 2337063 32 99 gi 
n ALG 1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
Ds 


an 


ue 


2506771 2506854 17 99 gi 
ammaproteobacteria; Chromatiales; Ecto 
2526439 2526538 1 99 gi 


lawsonii strain CHY5 16S ribosomal 


th 
ubsp. 


; Campylobacteraceae; Campylobacter. 


270742 Bacteria_16S 


1522207 15236 


ce 
al 


al 


en 
al 
219878343 
ue 
Actinomyc 


219878336 
qu 
Actinomyc 


219878262 
ia 
219878227 


no 
219878223 


1957067 19585 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270742 Bacteria_16S 


219857604 
2191612 21930 
219857504 
ia? 


219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


219857360 


19857543|ref 


19878401 
17093 
Cory 


ref 
i271 
es; 


19878382 
sequenc 
Actinomy 


ref 


19878360 
ce 17655 
es; Ecto 


ref 


ref 
nce 


ref 
ence 
etal 


ref 
1 sequen 


ref 
19511 
mycineae 


; Ac 
ref 


thomonadacea 


ref 


ref 
nce 
Rhodob 


7 acte 


ref 
iorhodospira 
ref 


RNA, partia 


neba 


e 1738160 17396 
ceta 


52 1767023 Alkal 
thio 
1788037 17895 


etal 


1798724 18001 


ce 1901160 19025 
Actinomycet 


63 1952590 Actin 


65 Arthrobacter 


37 Amphibacillus 


2335756 23371 


NR_025131.1 


NR_025540.1 
710793 Coryn 
cterineae; 
NR_025521.1 
les; Actino 


NR_025499.1 


rhodospirac 
NR_025482.1 


es; Frankin 
NR_025475.1 
es; Microco 
NR_025401.1 


7 
ales; Actin 
NR_025366.1 


tinomycetac 
NR_025362.1 


ococcineae; Micrococcaceae 
2045352 2045435 17 99 gi| 219878165 |ref|NR_025304.1 
16S ribosomal RNA, partial sequence 2044053 2045572 Lutei 


e; Luteimon 
NR_025192.1 


NR_025092.1 
0 
oO. 


rales; Rhod 


NR_024961.1 
ceae; Alkali 


NR_024948.1 
1 sequence 


e 
1% 


8 
mycineae; 


i 
e 


1 
e 


6 
c 


fo} 


0: 
e 


Treponema parvum 


91 Treponema parvum Bacteria; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Actinomyces 
1 Actinomyces 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 


Luteimonas mephitis 


monas mephitis Bacteria; 
a 


s. 
Amphibacillus tropicus 
tropicus Bacteria; 


Roseinatronobacter 
2 Roseinatronobacter 


bacteraceae; 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


2573146 2573225 12 91 gi|219857286|ref|NR_024917.1| Clostridium 
s strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
s Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

2703964 2704059 2 96 gi|219857186|ref|NR_024814.1| Oceanithermus 
n St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
ria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

2708506 2708605 1 99 gi| 219857183 |ref|NR_024811.1| Hydrogenimonas 
n EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
ria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 

2978244 2978327 17 99 gi|219846938|ref|NR_026530.1| Streptomyces 
n A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

3011662 3011745 17 99 gi|219846916|ref|NR_026508.1| Modestobacter 
ain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
ae; Modestobacter. 

3133846 3133929 17 99 gi|219846833|ref|NR_026425.1| Demetria terragena 


strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 


270742 Bacteria_16S 


strain M408/89/1 


3202329 3202412 17 99 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 


270742 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


270742 Bacteria_16S 


strain DSM 20315 


3390451 3390550 1 99 gi 
ain ATCC 700543 16S ribosomal RNA, par 
teria; Deinococcus-Thermus; 
3453419 3453502 17 


99 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_1 


strain DSM 20550 


6S 3456474 3456557 17 99 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_1 


strain DSM 20541 


6S 3458003 3458086 17 99 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_1 


strain DSM 20133 


6S 3470155 3470238 17 99 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


270742 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


270742 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


270742 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


270742 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


270742 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


270742 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


270742 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


270742 Bacteria_16S 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


270742 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


270742 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


270742 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


270742 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


270742 Bacteria_16S 


strain Benl02 16S 
Proteobacteria; A 


270742 Bacteria_16S 


strain Benl104 16S 
Proteobacteria; A 


270742 Bacteria_16S 


3602733 3602816 17 99 gi 
in BM 1192/5 16S ribosomal RNA, partia 


Actinomyces. 

3840907 3840990 17 99 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


4032134 4032217 17 99 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4035238 4035321 17 99 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

23976 24042 33 99 gi 
in 265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
30084 30166 17 99 gi 
in LA 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Lactobacillales; Lac 
48123 48205 17 99 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
64889 64971 17 99 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
163573 163671 2 99 gi 
n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


168358 168440 17 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


99 gi 


Deinococci; 


eria; Actinobacteria; Actinobacteridae; 


ne 


ba 


v 


oc 


oc 


oc 


oc 


1 


’ 


ce 


ales; 


ales; 


uence 


nce 


riales; 


ales; 


kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 


219846787 
16S ribosomal RNA, partial sequence 3201064 32024 
bacterin 


219846652 
al seque 
Thermale 
219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
occineae 
219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
occineae 
219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
occineae 
219846596 
16S ribosomal RNA, partial sequence 3468874 34703 
occineae 
219846505 
sequence 
Actinomy 


219846335 
38396 
Fran 


219846202 
40308 
Glyc 
219846200 
rtial sequ 
e; Actinomycet 


265679048 
ence 22677 
idiaceae; 

265679044 


tobacillac 
265679032 
46828 
irillales; 
265679021 
ence 63592 


265678954 
ence 16233 
Micr 


265678951 
167046 168502 Vibri 


ref 


eae; 


33892 
hermaceae; 


nce 
sy T 
ref 
> Mi 
ref 


crococcacea 


7 Mi 
ref 


crococcacea 


> Mi 
ref 
48 Arthrobacter 


Mi 


crococcacea 


3601450 36029 
cetales; Actino 


ref 
32 3841072 Blast 
kineae; 


ref 
56 4032350 Glyco: 
omycineae; Glyc 
ref 


ence 40339 


ref 
24226 Clost 
Clostridium. 
ref 
28769 30312 
eae; Lactobacil 
ref 
48321 Alcan 
Alcanivoracace 
ref 
65117 Herba 
alobacteraceae; 
ref 
4 163815 Brevi 
ococcineae; Bre 


Ox 


ref 


o mimicus Bacte 


171358 171440 17 99 gi| 265678949 |ref|NR_029257.1 
osomal RNA, partial sequence 170036 17150 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

178878 178960 17 99 gi|265678944|ref|NR_029252.1 

16S ribosomal RNA, partial sequence 177564 179023 Aeromo 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

192653 192743 9 99 gi|265678935|ref|NR_029243.1 

JB103 16S ribosomal RNA, partial sequence 191357 192822 Methyl 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

245007 245105 1 99 gi| 265678899 |ref|NR_029207.1 
ibosomal RNA, partial sequence 243690 24511 
ridia; Clostridiales; Veillonellaceae; Megasphaera. 

251045 251127 17 99 gi| 265678895 |ref|NR_029203.1 

ribosomal RNA, partial sequence 249819 25124 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 

252527 252609 17 99 gi|265678894|ref|NR_029202.1 

ribosomal RNA, partial sequence 251300 25272 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 

254002 254084 17 99 gi| 265678893 |ref|NR_029201.1 


NR_026379.1 
50 Corynebacterium phocae Bacteria; 
Corynebacte 
NR_026244.1 
NR_026200.1 


11 Micrococcus lylae Bacteria; 


NR_026198.1 
68 Arthrobacter agilis Bacteria; 


NR_026197.1 
69 Nesterenkonia 


NR_026188.1 


crococcacea 
NR_026097.1 


NR_025925.1 
Geoderma 


NR_025792.1 


NR_025790.1 


NR_029356.1 


NR_029352.1 


NR_029340.1 


NR_029329.1 


NR_029262.1 


NR_029259.1 


4 
M 


e 


e 


e 


4 


m: 


fo} 


m 
fo} 


5 


r 


1 


i 
a 


s 


b 
Vv 


r 


Corynebacterium phocae 
riaceae; 


Meiothermus 
4 3390664 Meiothermus 
eiothermus. 
Micrococcus lylae 


; Micrococcus. 


Arthrobacter agilis 


; Arthrobacter. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter citreus 


’ 


citreus Bacteria; 
e: 


Arthrobacter. 
Actinomyces 

5 Actinomyces 
ycineae; 


v 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Glycomyces algeriensis 

yces algeriensis 

mycetaceae; Glycomyces. 
Glycomyces 

0 4035456 Glycomyces 


ales; Glycomycineae; 


Clostridium 
idium orbiscindens 


Lactobacillus 

Lactobacillus 

us. 

Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 

Herbaspirillum 

pirillum seropedicae 

Herbaspirillum. 
Brevibacterium 

acterium epidermidis 

ibacteriaceae; 


Vibrio mimicus strain 
ia; Proteobacteria; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Aeromonas punctata 
nas punctata Bacteria; 


Methylomonas 

omonas aurantiaca 
Methylomonas. 
Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 


Amaricoccus 


252777 254201 Amaricoccus 


kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Amaricoccus. 
270742 Bacteria_ 


strain OXB 16S ri 
B 


Proteobacteria; 
270742 Bacteria_ 


vibrioformis stra 
vibrioformis Bact 


Desulfobacter. 
270742 Bacteria_ 


rhabdoformis stra 
Proteob 


Bacteria; 
270742 Bacteria_ 


strain ATCC 23391 
Tenericutes; Moll 


270742 Bacteria_ 


vibrioformis stra 
vibrioformis Bact 
270742 Bacteria_16S 
antiquum strain V. 
antiquum Bacteria 


Brevibacterium. 


270742 Bacteria_16S 


strain TF-27 16S 
Proteobacteria; 


G 
270742 Bacteria_16S 
luminescens subsp 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
517716 517798 17 99 gi 
thracensis strain 39-8 16S ribosomal 


433793 43528 


hewanellac 
265678707 
RNA, comp 


Shewanella. 
NR_029012.1 
sequence 


eae; 
ref 
lete 


16S 267475 267557 17 99 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 
bosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 
16S 284128 284210 17 99 gi|265678871|ref|NR_029177.1| Desulfobacter 
in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
16S 285678 285760 17 99 gi|265678870|ref|NR_029176.1| Desulfobulbus 
in M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
16S 288579 288677 2 99 gi|265678868|ref|NR_029174.1| Mycoplasma felis 
16S ribosomal RNA, partial sequence 287341 288773 Mycoplasma felis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 294795 294877 17 99 gi|265678864|ref|NR_029170.1| Prosthecochloris 
in 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
eria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 
421062 421160 2 99 gi|265678774|ref|NR_029079.1| Brevibacterium 
KM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
435079 435161 17 99 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 
270742 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 
270742 Bacteria_16S 
strain Ppe8 16S r 
B 
270742 Bacteria_16S 
prausnitzii strai 
prausnitzii Bacte 
270742 Bacteria_16S 
strain 289 16S ri 
G 
270742 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


hydrogeniphilus s 


hydrogeniphilus B 
270742 Bacteria_16S 


strain Mll 16S ri 
Proteobacteria; 


strain 279-56 16S 
Proteobacteria; 
cloacae complex. 


270742 Bacteria_16S 


odorimutans strai 


odorimutans Bacte 


Anaerovorax. 


270742 Bacteria_16S 


strain XINach 16S 
Proteobacteria; 


lusitanum strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; 


strain 9A01 16S r 
Proteobacteria; 


strain 4B02 16S r 
Proteobacteria; 


G 
270742 Bacteria_16S 


G 


G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


; Enterobacteriaceae; Photorhabdus. 


529983 530081 1 99 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 
589179 589261 17 99 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
595234 595292 41 99 gi 


gi 


Deinoco 
gi 


n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
616516 616598 17 99 gi 


bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
621005 621103 2 99 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 
628646 628728 17 99 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
663419 663501 17 99 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


664962 665060 1 99 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


722387 722469 17 99 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
739246 739328 17 99 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
746669 746751 17 99 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
748044 748126 17 99 gi 
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oraxellace 


750794 750876 17 99 gi 
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a 


teriaceae; Morga 
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7 Enterobacter 
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ref |NR_028852.1 
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ae; Acinetobacte 
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Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Burkholderia tropica 


tropica Bacteria; 


ia. 
Faecalibacterium 
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calibacterium. 

Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Caminibacter 
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tiliaceae; Caminibacter. 
Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Anaerovorax 
Anaerovorax 


XIII. Incertae Sedis; 


Photorhabdus temperata 


2 Photorhabdus temperata Bacteria; 


rhabdus. 
Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
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r. 

Acinetobacter gerneri 
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rs 
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r. 


ref|NR_028850.1 
749594 750918 


Acinetobacter 
Acinetobacter 


tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Acinetobacter. 


270742 Bacteria_ 


strain B2 16S ri 
Proteobacteria; 


270742 Bacteria_ 
VR1 16S ribosomal 
Gammaproteobacter 
270742 Bacteria_ 


strain Uedal07 1 
Proteobacteria; 


270742 Bacteria_ 


strain YIM90005 


6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 774869 774967 2 99 gi 
1 


770475 77198 
seudomonad 


6S ribosomal RNA, partial sequence 773630 77513 


265678530 


16S 753544 753626 17 99 gi|265678544|ref|NR_028848.1 

bosomal RNA, partial sequence 752344 753668 Acinetobacter 

Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
16S 770250 770332 17 99 gi| 265678533 |ref|NR_028837.1 
RNA, partial sequence 768965 770424 Vibrio ruber Bacteria 
ia; Vibrionales; Vibrionaceae; Vibrio. 

16S 771779 771861 17 99 gi| 265678532 |ref|NR_028836.1 


acea 
ref 


e; Cellvibr 
NR_028834.1 


Acinetobacter baylyi 
baylyi Bacteria; 
r. 
Vibrio ruber strain 
Proteobacteria; 


, 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 
i 


O°. 
Prauserella alba 


2 Prauserella alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
270742 Bacteria_16S 779594 779676 17 99 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
270742 Bacteria_16S 804122 804220 2 99 gi|265678510|ref|NR_028813.1| Mycoplasma canis 
strain PG14 16S ribosomal RNA, partial sequence 802889 804333 Mycoplasma canis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

270742 Bacteria_16S 814859 814941 17 99 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
270742 Bacteria_16S 819325 819407 17 99 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
strain 12993 16S ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

270742 Bacteria_16S 845309 845391 17 99 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 845502 Samsonia erythrinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 

270742 Bacteria_16S 858839 858921 17 99 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
270742 Bacteria_16S 861886 861984 2 99 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
270742 Bacteria_16S 1004613 1004695 17 99 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 
strain ATCC 33433 16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

270742 Bacteria_16S 1036542 1036624 17 99 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

270742 Bacteria_16S 1104418 1104516 1 99 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

270742 Bacteria_16S 1124278 1124360 17 99 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270742 Bacteria_16S 1133227 1133325 2 99 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

270742 Bacteria_16S 1136230 1136312 17 99 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

270742 Bacteria_16S 1175685 1175775 9 99 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

270742 Bacteria_16S 1186187 1186269 17 99 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

270742 Bacteria_16S 1187698 1187780 17 99 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

270742 Bacteria_16S 1189209 1189291 17 99 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

270742 Bacteria_16S 1190720 1190802 17 99 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

270742 Bacteria_16S 1201335 1201433 2 99 gi|228715386|ref|NR_027531.1| Aminobacterium 


colombiense DSM 12261 16S ribosomal RNA, partial sequence 
Synergistales; 


12261 Bacteria; 


Synergistetes; Synergistia; 


1200061 1201579 Aminobacterium colombiense DSM 
Synergistaceae; Aminobacterium. 


270742 Bacteria_16S 1228512 1228594 17 99 gi| 219878281 |ref|NR_025420.1 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 12287 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
270742 Bacteria_16S 1258671 1258753 17 99 gi| 219856813 |ref|NR_024632.1 
strain A431 16S ribosomal RNA, partial sequence 1257400 12588 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

270742 Bacteria_16S 1269263 1269360 2 99 gi|219846421|ref|NR_026012.1 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 126947 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Desulfuromonas. 

270742 Bacteria_16S 1299175 1299273 2 99 gi| 219846893 |ref|NR_026485.1 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevib 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
270742 Bacteria_16S 1302214 1302312 1 99 gi|219846639|ref|NR_026231.1 
lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 13024 

Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 

Sedis; Caldicellulosiruptor. 

270742 Bacteria_16S 1305325 1305423 1 99 gi|219846460|ref|NR_026051.1 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 13055 

Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 

Sedis; Caldicellulosiruptor. 

270742 Bacteria_16S 1325233 13253311 99 gi|219878140|ref|NR_025279.1 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 132544 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; T 
Family III. Incertae Sedis; Caldicellulosiruptor. 

270742 Bacteria_16S 1373840 1373922 17 99 gi| 228717983 |ref|NR_027569.1 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
270742 Bacteria_16S 1387426 1387508 17 99 gi|228716754|ref|NR_027555.1 
strain STM815 16S ribosomal RNA, partial sequence 1386182 1387616 Burkholderia 

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 

270742 Bacteria_16S 1399334 1399432 2 99 gi|228715357|ref|NR_027529.1 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmat 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharomonospora. 

270742 Bacteria_16S 1448204 1448302 1 99 gi|224581422|ref|NR_027203.1 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogiba 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incer 
Mogibacterium. 

270742 Bacteria_16S 1464674 1464772 1 99 gi|224581410|ref|NR_027191.1 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
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ref|NR_025585.1 


Aeromonas simiae 


strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
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1 Lactobacillus 


Alteromonas 


e 1859752 1861233 Alteromonas 
Alteromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
Glaciecola. 


Acinetobacter parvus 
parvus Bacteria; 


Acinetobacter. 


Saccharomonospora 
1 Saccharomonospora 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Acinetobacter ursingii 


72 1914310 Acinetobacter ursingii 
Moraxellaceae; 


inetobacter. 
Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 


ulfomicrobium. 
Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 


ref |NR_025337.1 


Rahnella aquatilis 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahnella. 


270742 Bacteria_16S 
strain DSM 30118 
Proteobacteria; G 
270742 Bacteria_16S 
proteus strain 42 
Bacteria; Proteob 
270742 Bacteria_16S 
strain 81H-380. 1 
Proteobacteria; G 
270742 Bacteria_16S 
carotovorum subsp 


1998304 1998386 17 


2001377 2001459 17 


2002912 2002994 17 


2028510 2028592 17 


99 


16S ribosomal RNA, partial sequence 1997016 19985 
ammaproteobacteria; Enterobacteriales; 


99 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


99 


6S ribosomal RNA, partial sequence 2001636 20031 
ammaproteobacteria; Enterobacteriales; 


99 


odoriferum strain LMG 17566 16S ribo 


gi| 219878197 


219878195 

20000 

cteriales; 
219878194 


gi 


gi 


Enterobac 
219878177 
somal RNA, 


gi 


Enterobac 


ref 


ref 


ref 


ref 


96 2001585 Obesu: 
Ent 


par 


NR_025336.1 


aceae; Prot 
NR_025334.1 


erobacteria 
NR_025333.1 


aceae; Lemi 
NR_025316.1 
tial sequenc 


e 


n 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
teri 


us. 
Obesumbacterium 


mbacterium proteus 
c 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
teri 


orella. 
Pectobacterium 
e 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; Enterobacteriaceae; Pectobacterium. 

270742 Bacteria_16S 2050037 2050135 1 99 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

270742 Bacteria_16S 2101950 2102032 17 99 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

270742 Bacteria_16S 2108012 2108094 17 99 gi|219878115|ref|NR_025254.1]| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

270742 Bacteria_16S 2121713 2121795 17 99 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 

270742 Bacteria_16S 2150433 2150531 2 99 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
270742 Bacteria_16S 2189844 2189926 17 99 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

270742 Bacteria_16S 2200416 2200514 2 99 gi|219857599|ref|NR_025187.1| Mycoplasma mustelae 
strain MX9 16S ribosomal RNA, partial sequence 2199190 2200637 Mycoplasma mustelae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

270742 Bacteria_16S 2204948 2205046 2 99 gi|219857596|ref|NR_025184.1| Mycoplasma glycophilum 
strain 486 16S ribosomal RNA, partial sequence 2203720 2205169 Mycoplasma glycophilum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

270742 Bacteria_16S 2206447 2206545 2 99 gi|219857595|ref|NR_025183.1| Mycoplasma 
gallopavonis strain WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycoplasma gallopavonis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

270742 Bacteria_16S 2209474 2209572 2 99 gi|219857593|ref|NR_025181.1| Mycoplasma cynos 
strain H831 16S ribosomal RNA, partial sequence 2208244 2209695 Mycoplasma cynos Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

270742 Bacteria_16S 2215500 2215598 2 99 gi|219857589|ref|NR_025177.1| Mycoplasma buteonis 


strain BbT2g 16S 
Tenericutes; Moll 
270742 Bacteria_16S 
strain 1340 16S r 
Tenericutes; Moll 
270742 Bacteria_16S 
ATCC 43380 16S ri 
Proteobacteria; G 
270742 Bacteria_16S 
NCTC 5923 16S rib 
Proteobacteria; G 
270742 Bacteria_16S 
strain ATCC 33638 
Bacteria; Proteob 
270742 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 
Yersinia. 

270742 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 
270742 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; G 
270742 Bacteria_16S 


s Ba 


eria 


2217000 2217098 2 


2239821 2239903 17 


2241332 2241414 17 


2242843 2242925 17 


2244354 2244436 17 
cteria; Proteobacteria; 
2291741 2291823 17 
Proteobacteria; 


v 


2294806 2294888 17 


2330990 2331072 17 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


99 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


99 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


99 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


99 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


99 


s strain ATCC 29833 16S ribosomal RNA, 
Gammaprote 


99 


in NCIMB2033 16S ribosomal RNA, partia 
Gammaproteobacte 


99 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


99 


strain IPT10 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


2214274 22157 


gi|219857588 
2215772 22172 


gi| 219857573 
2238534 22399 
Enterobac 
gi| 219857572 
2240045 22415 
Enterobac 
219857571 
22415 
cteriales; 
219857570 
partial s 
obacteria; 


gi 


gi 


219857538 
1 sequence 
ria; Alter 


gi 


gi| 219857535 
2293525 22949 
Shewanellac 


ref 


ref 


teri 
ref 


teri 
ref 


Ent 
ref 
eque 

Ent 
ref 
omon 


ref 


eae; 


gi| 219857509 


94 Yersinia 


05 Yersinia 


56 2243016 Y 


2290487 22919 


NR_025176.1 


NR_025161.1 


aceae; Yersi 
NR_025160.1 


aceae; Yersi 
NR_025159.1 
ersin 
erobacteriac 
NR_025158.1 
nce 224306 
erobacterial 


NR_025126.1 
6 
Uu 


adales; Pse 


NR_025123.1 


Shewanella 


ref 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


NR_025097.1 


Burkholderia sacchari 


2329695 2331217 Burkholderia sacchari Bacteria; 


270742 Bacteria_ 
strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 23645 
eurellac 


Proteobacteria; 


270742 Bacteria_ 


strain R171 16S 
Tenericutes; Mol 


270742 Bacteria_ 


strain PG30 16S 
Tenericutes; Mol 


270742 Bacteria_ 


strain MMP-1 16S 
Tenericutes; Mol 


270742 Bacteria_ 


columbinasale st 
columbinasale Ba 


270742 Bacteria_ 


strain G122 16S 
Tenericutes; Mol 


270742 Bacteria_ 


strain SPS-1037 
Proteobacteria; 


270742 Bacteria_ 


strain KMM 3299 
Proteobacteria; 


270742 Bacteria_ 


strain CCUG 3081 
Bacteria; Proteo 


270742 Bacteria_ 


maricaloris stra 
maricaloris Bact 
Pseudoalteromona 


270742 Bacteria_ 


strain ATCC 3353 
Bacteria; Proteo 


270742 Bacteria_ 
strain TB 16S rib 


Tenericutes; Mol 


270742 Bacteria_ 


strain LSv514 16 
Proteobacteria; 


strain HPA92 16S 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain DSM 43194 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


270742 Bacteria_ 


strain Y223G 16S 


D 
270742 Bacteria_ 
acidaminophila st 
acidaminophila Ba 
270742 Bacteria_ 
granulomatis stra 
granulomatis Bact 
270742 Bacteria_ 


G 
270742 Bacteria_ 
strain 177 16S ri 
G 
270742 Bacteria_ 
strain P925 16S r 
G 
270742 Bacteria_ 


16S 2364349 2364431 17 99 gi 
Gammaproteobacteria; Pasteurellales; Pa 
16S 2374896 2374994 2 99 gi 
ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 
16S 2376406 2376504 2 99 gi 
ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 
16S 2377920 2378018 2 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2379428 2379526 2 99 gi 
rain 694 16S ribosomal RNA, partial seq 
cteria; Tenericutes; Mollicutes; Mycopl 
16S 2380934 2381032 2 99 gi 
ribosomal RNA, partial sequence 


1 


219857485 


st 
219857477 


2373653 23751 


219857476 


2375159 23766 


219857475 


2376676 23781 


2379691 23811 


ref|NR_025073.1| Haemophilus felis 
76 Haemophilus felis Bacteria; 
eae. 
ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


219857474|ref|NR_025062.1| Mycoplasma 

uence 2378183 2379640 Mycoplasma 
asmataceae; Mycoplasma. 
219857473|ref|NR_025061.1| Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


licutes; Mycoplasmataceae; Mycoplasma. 

16S 2411420 2411502 17 99 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 
16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Betaproteobacteria; Burkholderiales; Tepidimonas. 

16S 2443350 2443432 17 99 gi|219857424|ref|NR_025012.1| Shewanella japonica 
16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 2446429 244651117 99 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
1 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
bacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

16S 2447934 2448016 17 99 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 

in KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

Ss. 

16S 2463036 2463118 17 99 gi|219857408|ref|NR_024996.1| Raoultella planticola 
1 16S ribosomal RNA, partial sequence 2461740 2463175 Raoultella planticola 
bacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 

16S 2485578 2485676 2 99 gi|219857393|ref|NR_024981.1| Mycoplasma subdolum 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2524972 2525054 17 99 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
16S 2567047 2567145 1 99 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
16S 2600810 2600892 17 99 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
16S 2602364 2602446 17 99 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
16S 2603918 2604000 17 99 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
16S 2605472 2605554 17 99 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
16S 2611646 2611744 2 99 


1 


Pa 
gi 


Pa 
gi 


Pa 
gi 


16S 2621015 2621097 17 99 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
16S 2647004 2647086 17 99 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
16S 2672368 2672466 2 99 gi 
6S ribosomal RNA, partial sequence 267 
psilonproteobacteria; Campylobacterale 
16S 2675509 2675591 17 99 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
16S 2717392 2717474 17 99 gi 


al 
ri 


do 


ue 


S; 


en 
r. 


2484337 24857 


219857361 


2523668 25251 
esulfobu 


D 
219857290 
al 
id 
219857268 
sequenc 
a; 
219857267 


2601060 26025 


steurellac 
219857266 


2602614 26041 
st 


eurellac 
219857265 


2604168 26056 
st 


eurellac 
219857258 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
270742 Bacteria_ 
strain ATCC 51603 
G 
270742 Bacteria_ 
pelophilus strain 
pelophilus Bacter 
270742 Bacteria_ 
strain CMRI H02 1 
E 
270742 Bacteria_ 
subterraneus stra 
Proteob 


nocardin 
219857252 
26197 
Enterobac 
219857227 
nce 
; Rhodocyc 
219857208 
1138 26725 
Helicob 
219857206 
ce 26742 


sequenc 
iales; V 


Paste 


98 Mycoplasma subdolum Bacteria; 

ref|NR_024949.1| Desulfotalea arctica 

53 Desulfotalea arctica Bacteria; 

lbaceae; Desulfotalea. 

ref|NR_024921.1] Anaeromusa 

e 2565759 2567288 Anaeromusa 

eillonellaceae; Anaeromusa. 

ref|NR_024899.1| Mannheimia 

e 2599506 2601009 Mannheimia 

urellales; Pasteurellaceae; Mannheimia. 

ref|NR_024898.1| Mannheimia ruminalis 

63 Mannheimia ruminalis Bacteria; 

eae; Mannheimia 

ref|NR_024897.1| Mannheimia varigena 

17 Mannheimia varigena Bacteria; 

eae; Mannheimia 

ref|NR_024896.1| Mannheimia glucosida 

71 Mannheimia glucosida Bacteria; 

eae; Mannheimia 

ref|NR_024889.1| Prauserella rugosa 

91 Prauserella rugosa Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 

ref|NR_024883.1| Kluyvera georgiana 

36 2621149 Kluyvera georgiana Bacteria; 

teriaceae; Kluyvera. 

ref|NR_024855.1| Propionivibrio 
2645713 2647197 Propionivibrio 

lales; Rhodocyclaceae; Propionivibrio. 

ref |NR_024836.1| Helicobacter ganmani 

55 Helicobacter ganmani Bacteria; 

acteraceae; Helicobacter. 

ref |NR_024834.1| Thiobacter 

15 2675666 Thiobacter subterraneus 


219857177 


ribosomal RNA, partial sequence 


ref|NR_024805.1| Colwellia piezophila 


2716108 2717581 Colwellia piezophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 


270742 Bacteria_16S 2735670 2735752 17 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteri 


270742 Bacteria_16S 2868632 2868714 17 


huttiense strain ATCC 14670 16S ribosomal RNA, partial 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 


270742 Bacteria_16S 2919283 2919365 17 


thermoluteolus strain TH-1 16S ribosomal RNA, partial s 


thermoluteolus Bacteria; 
Hydrogenophilus. 
270742 Bacteria_16S 
strain JCM1240 16 
Proteobacteria; 
270742 Bacteria_16S 
strain JCM1235 16 
Proteobacteria; 
270742 Bacteria_16S 
strain JCM6051 16 
Proteobacteria; 
cloacae complex. 
270742 Bacteria_16S 
strain LMG 2542 1 
Proteobacteria; 
270742 Bacteria_16S 


Proteobacteria; 


2948010 2948092 17 


2949500 2949582 17 


2953987 2954069 17 


2967560 2967642 17 


3034417 3034515 1 


cylindrosporum strain HC-1 16S ribosomal RNA, partial s 


cylindrosporum Bacteria; 
270742 Bacteria_16S 


Firmicutes; 
3055825 3055907 17 


dicarboxylicus strain CreMall 16S ribosomal RNA, partia 


dicarboxylicus Bacteria; 
Propionivibrio. 
270742 Bacteria_16S 
strain 4-87 16S r 
Proteobacteria; 
270742 Bacteria_16S 
caribensis strain 


Proteobacteria; 


3073764 3073846 17 


3078267 3078349 17 


270742 Bacteria_16S 3112802 3112884 17 
halotolerans DSM 11383 1 
Bacteria; Proteobacteria; 
270742 Bacteria_16S 3147363 3147461 1 
DSM 11303 16S ribosomal 
Deinococcus-Thermus; Deinococci; 
270742 Bacteria_16S 3159742 3159840 2 
arcachonense strain F1F6 
arcachonense Bacteria; 
Sulfurospirillum. 
270742 Bacteria_16S 


3168753 3168851 1 


radiodurans strain DSM 20539 16S ribosomal RNA, partial 
Deinococcus-Thermus; 


radiodurans Bacteria; 


270742 Bacteria_16S 3241609 3241707 1 


strain NZ35 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
270742 Bacteria_16S 

strain DSM 6035 1 
Firmicutes; Lactobacillales; 
270742 Bacteria_16S 
strain DSM 4864 1 
Firmicutes; Lactobacillales; 
270742 Bacteria_16S 
strain DSM 20748 
Firmicutes; Bacillales; 
270742 Bacteria_16S 

saccharolyticum subsp. 


Clostridiales; 
3305358 3305440 17 


3306898 3306980 17 


3363253 3363335 18 


Bacillaceae; 
3376845 3376911 33 


Halanaerobiales; Halanaerobiaceae; 
270742 Bacteria_16S 
strain DSM 2062 1 


3394924 3395022 2 


270742 Bacteria_16S 3420694 3420776 17 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


S ribosomal RNA, partial sequence 


Gammaproteobacteria; Enterobacteriales; 


6S ribosomal RNA, partial sequence 2966273 29677 
Gammaproteobacteria; Enterobacteriales; 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; 


6S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


RNA, partial sequence 
Deinococcales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


99 gi| 219846809 
sequence 

Deinococci; Deinococca 

99 gi| 219846760 
3240430 32418 
Clostridiaceae; Thermobrac 
99 gi|219846718 


6S ribosomal RNA, partial sequence 3304055 33055 
Lactobacillaceae; 


6S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillaceae; 


16S ribosomal RNA, partial sequence 3361953 33634 
Salimicrobium. 


senegalense strain DSM 7379 16S 


Halanaerobium saccharolyticum subsp. 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


99 gi|219857164 
a; 
219856879 
sequence 


99 gi 


99 219856844 
equence 


Betaproteobacteria; 


gi 


99 gi| 219856825 


2946729 29481 
99 gi| 219856824 
2948221 29496 
99 gi| 219856821 
2952708 29541 


99 gi| 219846946 


1 sequence 


Betaproteobacteria; Rhodocyclales; 
99 gi|219846873|ref|NR_026465.1 
3072467 30738 


Balneatri 


99 219846870 


gi 


99 219846847 


31115 


gi 


99 gi| 219846824 
3146120 31475 
Deinococcaceae; D 


99 gi| 219846816 


illus. 
219846717 


Lactobac 
99 gi 
illus. 

219846675 


Lactobac 


99 gi 


99 219846666 


ribosomal 


gi 


99 gi| 219846649 


Alteromonadales; 


Burkholderiales; 


Hydrogenophilales; 


Enterobacteri 


Enterobacteriaceae; 


Enterobacteriaceae; 


Burkholderia 


Campylobacterales; 


senegalense Bacteria; 
Halanaerobium. 


ref |NR_024792.1 
2734399 27358 


ref|NR_024698.1 
2867356 28688 


ref|NR_024663.1 
2918000 29194 


ref|NR_024644.1 


aceae; 
ref|NR_024643.1 
58 Enterobacter 


ref|NR_024640.1 


29 Enterobacter 


ref|NR_026538.1 


3054533 305602 


x 
ref|NR_026462.1 

3076975 307840 
les; Burkhol 
ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026416.1 


einococcus. 
ref |NR_026408.1 
3158497 315992 


ref|NR_026401.1 
167516 316898 
Deinococcac 


NR_026352.1 


w 


les; 
ref 


hium. 
ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref |NR_026267.1 
41 Salimicrobium 


ref |NR_026258.1 
RNA, partial seq 
Firmicutes; 
ref|NR_026241.1 


; Brevibacteriac 


99 gi|219846631 


=) 
Shewanellaceae; 


4 
Oxalobacteraceae; 


6 
Hydrogenophilaceae; 


Shewanella 
8 Shewanella 
Shewanella. 
Herbaspirillum 
5 Herbaspirillum 


Hydrogenophilus 
0 Hydrogenophilus 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 
Serratia. 


Enterobacter aerogenes 


aerogenes Bacteria; 
Enterobacter. 


Enterobacter asburiae 


asburiae Bacteria; 
Enterobacter; 


Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


Enterobacteriaceae; Dickeya. 
99 gi|219846900|ref|NR_026492.1| Clostridium 
equence 3033166 3034644 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
99 gi| 219846885 |ref|NR_026477.1| Propionivibrio 


8 Propionivibrio 


Rhodocyclaceae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Desulfobacter 

obacter halotolerans 
eae; Desulfobacter. 
Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Lactobacillus panis 
panis Bacteria; 
Lactobacillus oris 
oris Bacteria; 
Salimicrobium album 
album Bacteria; 


Halanaerobium 
uence 3375527 3377012 


Clostridia; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 


ref|NR_026223.1 


Pseudoalteromonas 


rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


270742 Bacteria_16S 3423656 3423738 17 99 gi|219846629|ref|NR_026221.1| Pseudoalteromonas 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

270742 Bacteria_16S 3426617 3426699 17 99 gi|219846627|ref|NR_026219.1| Pseudoalteromonas 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 3426769 Pseudoalteromonas 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

270742 Bacteria_16S 3438080 3438162 17 99 gi|219846618|ref|NR_026210.1| Acinetobacter 
radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

270742 Bacteria_16S 3439590 3439672 17 99 gi|219846617|ref|NR_026209.1| Acinetobacter lwoffii 
DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

270742 Bacteria_16S 3441099 344118117 99 gi|219846616|ref|NR_026208.1| Acinetobacter junii 
strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

270742 Bacteria_16S 3442609 3442691 17 99 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

270742 Bacteria_16S 3444118 3444200 17 99 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
270742 Bacteria_16S 3503349 3503447 2 99 gi|219846574|ref|NR_026166.1| Brevibacterium linens 


strain DSM 20425 


270742 Bacteria_16S 
szegediense strai 
Bacteria; Proteob 
270742 Bacteria_16S 


strain LK6 16S ribosomal RNA, 


Proteobacteria; G 
270742 Bacteria_16S 
tamworthensis str 
tamworthensis Bac 
Amaricoccus. 

270742 Bacteria_16S 
strain ATCC 15712 
Bacteria; Proteob 
270742 Bacteria_16S 
wasabiae strain S 
Bacteria; Proteob 
270742 Bacteria_16S 
betavasculorum st 
betavasculorum Ba 
Pectobacterium. 
270742 Bacteria_16S 


porcinus strain NM319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 


Bacteria; Proteob 
270742 Bacteria_16S 
apsheronum strain 
Bacteria; Proteob 
270742 Bacteria_16S 
strain PG43 16S r 
Tenericutes; Moll 
270742 Bacteria_16S 
leonicaptivi stra 
Bacteria; Teneric 
270742 Bacteria_16S 
strain S51-wW 16S 
Proteobacteria; G 
270742 Bacteria_16S 
strain PS-1 16S r 
Proteobacteria; G 
270742 Bacteria_16S 
parahaemolyticus 
parahaemolyticus 
Haemophilus. 
270742 Bacteria_16S 


Bacteria; 


3649510 3649592 17 


3652590 3652672 17 


3655624 3655706 17 


3667941 3668023 17 


3672461 3672543 17 


3673969 3674051 17 
Proteobacteria; 


3696659 3696741 17 


3699673 3699755 17 


3756213 3756311 2 


3784853 3784951 2 


3796889 3796971 17 


3798416 3798498 17 


3824379 3824461 17 


3831969 3832067 1 


99 


n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 


99 


complete sequence 
ammaproteobacteria; Methylococcales; Met 


99 


ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


99 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


99 


R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 


99 


rain ATCC 43762 16S ribosomal RNA, par 
cteria; 


Gammap 


99 


99 


1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


99 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


99 


in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 


99 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 


99 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 


99 


strain 536 16S ribosomal RNA, 
Proteobacteria; 


Gamm 


99 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219846472 
nce 
occales; 
219846470 


gi 


gi 


3651286 36527 
hylococc 


219846468 
sequence 
eria; 


gi 


219846459 
36666 
cteriales; 
219846456 
e 36711 
cteriales; 
219846455 
ti 
te 


gi 


gi 


gi 


roteobacteria; 
219846439 
ce 36953 
llales; 
219846437 
nce 36983 
ibrionales 
gi| 219846395 
3754983 37564 


gi 


gi 


219846374 
ence 37836 
coplasma. 

gi| 219846366 
3795600 37970 
olwelliace 
gi| 219846364 
3797117 37986 
ciricketts 
219846347 
sequence 
acteria; 


gi 


gi 
complete 


aproteob P 


gi| 219846341 


occineae 


36482 
Methy 


Rhodobac 


al seque 
Enterob 


Pa 


; Brevibacteriac 
ref|NR_026064.1 
06 3649696 Methyl 
lococcaceae; 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026060.1 
3654403 365582 
terales; Rho 


ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref|NR_026046.1 
nce 367270 
acteriales; 


ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_025986.1 


ref|NR_025965.1 
21 3785045 Mycopl 
ref 


NR_025957.1 


Colwellia. 
NR_025955.1 


ae; 
ref 


iaceae; Cyclocla 
ref|NR_025938.1 

3823071 382454 
asteurellales; P 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Amaricoccus 

6 Amaricoccus 
dobacteraceae; 


Brenneria salicis 

ria salicis ATCC 15712 
eae; Brenneria. 
Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 
Enterobacteriaceae; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma 
asma leonicaptivi 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Haemophilus 

7 Haemophilus 
asteurellaceae; 


ref |NR_025931.1 


Ruminococcus 


flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 


Bacteria; Firmicutes; 


Clostridia; 


Clostridiales; 


Ruminococcaceae; 


Ruminococcus. 


270742 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


strain Wai33 16S 


Deinococcus-Thermus; 
270742 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


strain Gl 16S rib 
Proteobacteria; G 


270742 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


270742 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


270742 Bacteria_16S 


strain TF-22T 16S 
Proteobacteria; G 


270742 Bacteria_16S 
HDS1-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


270742 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


270742 Bacteria_16S 
HT 2-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


270742 Bacteria_16S 


permense strain V. 
permense Bacteria 
Brevibacterium. 


270742 Bacteria_16S 


strain KMM 3637 1 


Actinobacteria; Actinoba 
270742 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


270742 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


270742 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


270742 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


270742 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


270742 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


270742 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


270742 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


270742 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


tes; Clostridia; 
3857541 3857639 2 


ribosomal RNA, partial 


3877413 3877511 2 
ribosomal RNA, partial 
Deinococci; 

3885164 3885262 2 


4122826 4122908 17 
strain 
Bacteria; 
4124359 4124441 17 
in Gerl 
eria; Proteobacteria; 
4193432 4193498 33 
16S ribosomal 
idetes; Bacteroidia; 
4194932 4195022 9 


270742 Bacteria_16S 


3842471 3842537 33 
H200 16S ribosomal RNA, 


Thermales; 


4BON 16S ribosomal 
Proteobacteria; 


icutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 


cteridae; Actinomycetales; Micr 


99 


99 


- 236/81 16S ribosomal RNA, par 
Gammaproteobacte 


99 


RNA, partial sequence 
Bacteroidales; 


99 


6S ribosomal RNA, partial sequence 4193672 41950 


strain 58/1971 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


lales; Listeriaceae; 


Listeria. 


RNA, partial 
Betaproteoba 


3883911 38853 


, Br 
ref 


ococcineae 
219846135 
sequence 
cteria; Rh 


gi 


rs 


odoc 


219846134 
tial seque 
ria; Paste 


ref 
nce 
urel 


gi 


219846080 
41921 
cteroidace 
219846079 


gi ref 


Ba 
gi 


ae; 
ref 


121524 41230 


39 4193621 Bacte 


evibacteriac 
NR_025725.1 
5 
yclales; Rho 
NR_025724.1 

412310 
lales; Paste 
NR_025670.1 
r 
Bacteroides. 
NR_025669.1 


99 gi|219846334|ref|NR_025924.1| Halanaerobium 

complete sequence 3841123 3842666 Halanaerobium lacurosei 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

99 gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 
sequence 3856288 3857724 Mycoplasma meleagridis Bacteria; 

99 gi|219846311|ref|NR_025901.1| Thermus filiformis 
sequence 3876152 3877626 Thermus filiformis Bacteria; 

Thermaceae; Thermus. 
99 gi|219846306|ref|NR_025896.1| Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


3914193 3914275 17 99 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
osomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

4029045 4029127 17 99 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 

ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4038241 4038331 9 99 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 

16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
etaproteobacteria; Burkholderiales; Thiomonas. 

4045768 4045850 17 99 gi|219846190|ref|NR_025780.1| Alteromonas litorea 

ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

4047300 4047382 17 99 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 

4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

4082075 4082157 17 99 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
etaproteobacteria; Burkholderiales; Tepidimonas. 

4104525 4104607 17 99 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 

4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

4113672 4113770 2 99 gi|219846142|ref|NR_025732.1| Brevibacterium 
KM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 

4121226 4121324 2 99 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
6S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Petrobacter 
2 Petrobacter 
docyclaceae; 


Volucribacter 
3 4124536 Volucribacter 


urellaceae; 


Bacteroides capillosus 
oides capillosus 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Enterococcus asini 


asini Bacteria; 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Holdemania filiformis 


v 


Holdemania filiformis Bacteria; 


etaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

4208370 4208468 1 99 gi|219846070|ref|NR_025660.1 
strain 41 16S ribosomal RNA, partial sequence 4207086 420854 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales 

ella. 

4235732 4235814 17 99 gi| 219846045 |ref|NR_025635.1 
ibosomal RNA, partial sequence 4234473 42358 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebs 

52810 52891 18 99 gi|265679029|ref|NR_029337.1 
bosomal RNA, partial sequence 51487 53037 Enterococcus 
bacillales; Enterococcaceae; Enterococcus. 

54420 54501 18 99 gi|265679028|ref|NR_029336.1 
strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 

55832 55929 2 99 gi| 265679027 |ref|NR_029335.1 
6S ribosomal RNA, partial sequence 54638 56028 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

81287 81384 2 99 gi|265679010|ref|NR_029318.1 

80045 81448 


Listeria innocua 


Listeria innocua Bacteria; 


270742 Bacteria_16S 101162 101243 18 99 gi| 265678996 |ref 
strain SL-4 16S ribosomal RNA, complete sequence 99832 10139 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

270742 Bacteria_16S 105772 105853 18 99 gi| 265678993 |ref 


wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermo 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteracea 
270742 Bacteria_16S 146830 146927 2 99 gi|265678965|ref|NR_029273.1 


strain FF3 16S ri 


bosomal RNA, partial sequence 


145646 14699 


0 Halobacillus 


NR_029304.1 


NR_029301.1 


e: 


Halobacillus litoralis 


litoralis Bacteria; 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Marinovum algicola 


v 


3  Marinovum algicola Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

270742 Bacteria_16S 165190 165287 2 99 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270742 Bacteria_16S 220493 220574 18 99 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

270742 Bacteria_16S 258527 258608 18 99 gi|265678890|ref|NR_029198.1| Moorella glycerini 


strain JW/AS-Y6 16S ribosomal RNA, 


complete sequence 257219 25873 


1 Moorella 


glycerini Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
270742 Bacteria_16S 322007 322088 18 99 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270742 Bacteria_16S 332969 333050 18 99 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

270742 Bacteria_16S 348245 348326 18 99 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

270742 Bacteria_16S 363004 363101 2 99 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 


strain B7-43 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 
270742 Bacteria_16S 365913 366010 
strain A3 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
270742 Bacteria_16S 379474 379571 
strain HTCC2597 1 


2 


2 


270742 Bacteria_16S 381045 381126 18 
delbrueckii subsp 
Lactobacillus delbrueckii subsp. 
Lactobacillus. 
270742 Bacteria_16S 
strain RV-12x 16S 
Firmicutes; Clost 
270742 Bacteria_16S 
gastricus strain 
gastricus Bacteria; 
270742 Bacteria_16S 
bajacaliforniensi 
bajacaliforniensis Bacteria; 
270742 Bacteria_16S 511705 511786 
strain Tf 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacillaceae; 
270742 Bacteria_16S 513249 513330 
devriesei strain 
devriesei Bacteria; 
270742 Bacteria_16S 
contaminans strai 
contaminans Bacteria; 
270742 Bacteria_16S 
strain IDA1967 16 
Firmicutes; Bacillales; Bacillaceae; 
270742 Bacteria_16S 540614 540711 2 
variabile strain 
Bacteria; Firmicutes; 
270742 Bacteria_16S 
picturae strain R 
Bacteria; Firmicutes; 
270742 Bacteria_16S 


388711 388792 18 


ridia; 
413444 413525 18 


Firmicutes; 
485496 485593 2 


18 


18 


Firmicutes; 
526920 527001 18 


Firmicutes; 
532976 533057 18 


Clostridia; 
607229 607310 18 


Bacillales; 
661943 662040 2 


Desulfovibrionales 


sequence 
Rhodobacterales; 


indicus strain NCC725 16S ribosomal 


ribosomal RNA, partial sequence 


Kx156A7 16S ribosomal RNA, 
Lactobacillales; 


s strain BA-2 16S ribosomal RNA, 
Spirochaetes; 


sequence 
Geobacillus. 


CCUG 47156 16S ribosomal RNA, partial 
Lactobacillales; 


n R-16222 16S ribosomal RNA, partial s 
Bacillales; 


S ribosomal RNA, partial sequence 
Bacillus. 


BI 114 16S ribosomal RNA, partial sequ 
Clostridiales; 


-5321 16S ribosomal RNA, partial seque 
Bacillaceae; 


sequence 


v 


D 
99 gi 


Rhod 


99 gi 
hod 
99 gi 
RNA 
indicus Bacteria; 
99 gi 

Ve 
99 gi 
complete se 
Lactob 
gi 
compl 
Spirochaetal 
99 gi 


aci 
99 
ete 
es; 


99 gi 
Strept 
99 gi 
Bacillace 
99 gi 


ae; 


99 gi 


Rumino 
99 gi 
nce 
Oceanobacil 


99 gi 


361716 36321 


265678811 
364736 36609 


265678802 
6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
265678801 


265678796 
387448 38884 
Clostridiales; Veillonellaceae; 
265678779 
quence 


265678728 


265678711 
510382 51190 


265678710 
sequence 
ococcaceae 
265678701 
equence 


265678697 
531745 53318 


265678692 
ence 53938 
coccaceae; 
265678647 


265678608 


ibri 
ref 


esulfov 


obacteracea 


ref 
obacteracea 
ref 
, partial s 
Firmicutes; 


ref 


la. 
ref 

4 
7 La 
ref 


illonel 


llaceae 


sequen 
Spirochaet 


ref 


ref 


uo 


7 St 
ref 


acil 
ref 


Anoxyb 


ref 


Sub 
ref 
60592 
lus. 
ref 


pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 


3 Desulfovibrio 
onaceae 


equence 
Lactobacillales; 


12124 41367 
ctobacillus 


ce 484221 48574 
aceae; 


11957 51339 
reptococcus 


525601 52714 
lus. 


4 540811 Subdo 
doligranulu 


0 607435 Ocean 


; Des 
NR_029116.1 


Salipiger 
NR_029107.1 


Oceanicol 
NR_029106.1 


NR_029101.1 


NR_029084.1 
3 
NR_029033.1 
1 
Spiro 
NR_029016.1 


NR_029015.1 
5 
NR_029006.1 
1 


NR_029002.1 


NR_028997.1 
1 
m 
NR_028952.1 
oO. 


putealis Bacteria; 
ulfovibrio. 
Salipiger mucosus 


9 Salipiger mucosus Bacteria; 
e; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 
e; 


a. 

Lactobacillus 

379741 381255 
Lactobacillaceae; 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Lactobacillus 
Lactobacillus 


Spirochaeta 
Spirochaeta 

chaeta. 

Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Streptococcus 
Streptococcus 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Subdoligranulum 

igranulum variabile 
Oceanobacillus 

bacillus picturae 


NR_028913.1 
660668 


Jeotgalicoccus 
662086 Jeotgalicoccus 


270742 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


270742 Bacteria_16S 


montpellierensis 
montpellierensis 


270742 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


270742 Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geoba 


strain U 16S ribo 
Bacillales; Bacil 


270742 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


270742 Bacteria_16S 


salivarius strain 
salivarius Bacter 


270742 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


270742 Bacteria_16S 


strain YLM-32 16S 


strain YIT 0455 1 
Firmicutes; Lacto 


270742 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
270742 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacter brockii subsp. brockii Bacteria; 


Thermoanaerobacte 


270742 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


270742 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


270742 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


270742 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


270742 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


270742 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


270742 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


270742 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


270742 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


270742 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


270742 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


270742 Bacteria_16S 


719351 719432 18 99 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
767243 767324 18 99 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
799472 799569 2 99 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
840763 840844 18 99 gi 


laceae; Geobacillus. 

874091 874164 17 90 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
933747 933844 2 99 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
958572 958653 18 99 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
1077257 1077340 17 99 gi 
ribosomal RNA, partial sequence 


gi 


1083284 1083381 2 99 


gi 
bacillales; Lactobacillaceae; Lactobac 
1195316 1195397 18 99 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


1314383 1314464 18 99 gi 
ockii strain HTD4 16S ribosomal RNA, 
rales; Thermoanaerobacteraceae; Thermo 
1509996 1510077 18 99 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1555419 1555500 18 99 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1583901 1583998 2 99 gi 


Viridibacillus. 
99 gi 


lales; Planococcaceae; 


1585456 1585553 2 


Viridibacillus. 
99 gi 


lales; Planococcaceae; 
1587027 1587108 18 
osomal RNA, partial sequence 
laceae; Bacillus. 

1635845 1635926 18 99 gi 
n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1638798 1638879 18 99 gi 
omal RNA, partial sequence 
laceae; Bacillus. 

1661709 1661806 2 99 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1686039 1686120 18 99 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1690590 1690671 18 99 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1693703 1693784 18 99 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1703021 1703102 18 99 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 


265678569 
ence 71801 
illus. 

265678535 
artial seq 
tridiales; 
265678513 


798207 79971 


elotrichac 
265678486 


265678463 


872811 87416 


rkholderia 
265678423 
uence 

bacillacea 
265678406 
ial sequen 
cillaceae; 
265678325 


1075986 10774 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270742 Bacteria_16S 


ococcineae 
265678321 


6S ribosomal RNA, partial sequence 1082049 10834 


illus. 
228715634 
11940 
obacterale 


228718892 
partial se 


anaerobact 
219846290 
A, partial 
acillales; 
219857209 
nce 15541 
illus. 

219878489 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


219878487 


1585730 15872 


219878453 
ce 16345 
coccus. 

219878451 


1637503 1638932 Bacil 


219878434 
sequence 
ccaceae; P 
219878418 


1684753 16861 


219878414 
nce 16892 
coccus. 
219878412 
equence 
iales; Pep 
219878406 
nce 17017 
llus. 


1742539 1742636 2 99 gi 


219878379 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 


Firmicutes; 


ref |NR_028873.1 
9 719581 Virgib 


ref 
uenc 


NR_028839.1 
e 765978 
Veillonellaceae 
ref |NR_028816.1 
4 Turicibacter 
eae; Turicibacte 
ref |NR_028789.1 
cillus uzenensis 


ref |NR_028766.1 


ceae; Cupriavidu 
ref|NR_028725.1 
932436 934005 
e; Lactobacillu 
ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref |NR_028627.1 


n 


; Rarobacteracea 
ref |NR_028623.1 
61 Lactobacillus 


ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref 
quen 


NR_027577.1 
ce 131309 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref |NR_025573.1 
1660434 166191 
aenisporosarcina 
ref|NR_025557.1 


ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025518.1 
1741287 174278 


Clostridia; 


Virgibacillus 
acillus marismortui 


Veillonella 

767386 Veillonella 
Veillonella. 
Turicibacter sanguinis 


v 


sanguinis Bacteria; 


r. 
Geobacillus uzenensis 
Bacteria; Firmicutes; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 
Lactobacillus 
Lactobacillus 
Geobacillus 
Geobacillus 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Lactobacillus 
equi Bacteria; 


equi 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Thermoanaerobacter 
4 1314606 


er. 
ref|NR_025880.1| Lactobacillus 

sequence 1508684 1510205 Lactobacillus 
Lactobacillaceae; Lactobacillus. 

ref |NR_024837.1| Anoxybacillus 
24 1555535 Anoxybacillus ayderensis 
ref|NR_025628.1| Viridibacillus arenosi 
24 Viridibacillus arenosi Bacteria; 
ref|NR_025627.1| Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Planococcus 
occus maitriensis 


Bacillus vireti strain 
ria; Firmicutes; 


Sporosarcina 
6 Paenisporosarcina 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Halobacillus 
cillus karajensis 


Anaerobiospirillum 
0 Anaerobiospirillum 


thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Anaerobiospirillu 


270742 Bacteria_16S 1745672 1745753 18 99 gi| 219878377 |ref|NR_025516.1 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Strept 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

270742 Bacteria_16S 1824620 1824701 18 99 gi|219878320|ref|NR_025459.1 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

270742 Bacteria_16S 1871753 1871834 18 99 gi| 219878287 |ref|NR_025426.1 


strain 3S-1 16S r 
Firmicutes; Bacil 


270742 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


270742 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


270742 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


270742 Bacteria_16S 
16S ribosomal RNA, partial sequence 1911333 19128 


strain DSM 12654 
Firmicutes; Bacil 


270742 Bacteria_1 


strain DSM 20285 
Firmicutes; Lacto 


270742 Bacteria_1 


strain LMG 18435 
Firmicutes; Bacil 


270742 Bacteria_1 


strain TMW 1.666 
Bacteria; Firmicu 


270742 Bacteria_1 


strain LMG 17489 
Firmicutes; Bacil 


270742 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


270742 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


270742 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


270742 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


270742 Bacteria_16S 


strain 7d 16S rib 
Proteobacteria; A 


270742 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


270742 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


270742 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


270742 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


mM. 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


1891793 1891890 2 99 gi 


Ureibacillus. 
99 gi 


lales; 
6S 


Planococcaceae; 
1918817 1918898 18 


Pediococ 
gi 


bacillales; Lactobacillaceae; cu 


6S 1941596 1941677 18 99 


lales; Bacillaceae; Bacillus. 

6S 1944736 1944817 18 99 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
6S 1946305 1946386 18 99 gi 


, 


lales; Bacillaceae; Bacillus. 

1979631 1979728 2 99 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2120244 2120325 18 99 gi 


ribosomal RNA, partial sequence 


ac 


osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
2227612 2227709 2 99 gi 
AM49 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2267446 2267527 18 99 gi 
ibosomal RNA, partial sequence 


ob 


nc 
ni 


tes; Bacillales; Bacillaceae; Geobacillu 
2314385 2314482 2 99 gi 
in T8 16S ribosomal RNA, partial seque 
tes; Bacillales; Salinicoccus. 
2382492 2382573 18 99 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


2388591 2388672 18 99 


ne 


gi 


gi 


270742 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


1870444 18719 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


Ss 


219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


219878232 


L 


219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


219878209 


t 


219857655 
2118933 21204 


2220358 22217 


a 


219857581 


e 
b 


219857555 
2266147 22676 


s 


219857520 


e 


219857472 
2381197 23827 


219857468 


16S ribosomal RNA, partial sequence 
ridia; 


ref 


ref 


ref 


ref 

19433 
actobac 
ref 


ref 

19783 
erales; 
ref 


cteraceae; 
ref 

22263 
acillus 


ref 


lales; Bacillaceae; Geobacillus. 
2312900 2312981 18 99 gi| 219857521 |ref 
in 34 16S ribosomal RNA, partial sequence 23115 


ref 
23131 


ref 


ref 


25 2314583 Salin 


NR_025409.1 


lales; Bacillaceae; Bacillus. 

1893314 1893411 2 99 gi| 219878269 |ref|NR_025408.1 
train DSM 11706 16S ribosomal RNA, partial sequence 189204 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1899547 1899628 18 99 gi|219878264|ref|NR_025403.1 
R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Bracki 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 

1912619 1912700 18 99 gi| 219878255 |ref|NR_025394.1 


NR_025388.1 


NR_025373.1 


NR_025371.1 


98 1944958 Lactob 
illu 


Ss. 
NR_025370.1 


NR_025348.1 


26 1979852 Desulf 
Des 


ulfobacterac 
NR_025244.1 


Xanthobacter 
NR_025169.1 


29 2227839 Paenib 


NR_025143.1 


NR_025109.1 


80 2313074 Geobac 


NR_025108.1 
i 


NR_025060.1 


NR_025056.1 


n KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermo 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 
2403720 2403801 18 99 gi|219857458|ref|NR_025046.1 


Succinivibrionaceae; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Halobacillus trueperi 
cillus trueperi 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Ureibacillus terrenus 


21 Ureibacillus terrenus Bacteria; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Halobacillus salinus 


54 Halobacillus salinus Bacteria; 


lales; Bacillaceae; Halobacillus. 
2170109 2170206 2 99 gi|219857622|ref|NR_025211.1| Carnobacterium 
ain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 
2197412 2197493 18 99 gi| 219857601 |ref|NR_025189.1| Lactobacillus 
LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
2221573 2221670 2 99 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 


41 Xanthobacter viscosus Bacteria; 


Paenibacillus 
acillus kribbensis 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Salinicoccus 
coccus alkaliphilus 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Thermoanaerobacter 

anaerobacter yonseiensis 

; Thermoanaerobacter. 
Veillonella criceti 


2402423 2403914 Veillonella criceti Bacteria; 


Clostridiales; Veillonellaceae; Veillonella. 


270742 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


270742 Bacteria_16S 
in KCTC 9740 16S ribosomal RNA, partia 
Bacillales; 


peptonophila stra 
peptonophila Bact 


270742 Bacteria_16S 
in KCTC 3667 16S ribosomal RNA, partia 
Bacillales; 


dichotomicum stra 
dichotomicum Bact 


270742 Bacteria_16S 


strain VP-5 16S r 


Bacteria; Firmicu 


270742 Bacteria_16S 


2426866 2426963 2 


ribosomal RNA, partial sequence 


lales; Planococcaceae; 
2452550 2452615 34 


Firmicutes; 
2454059 2454140 18 


eria; 


Firmicutes; 
2539803 2539900 2 


eria; 


2548690 2548771 18 


tes; Clostridia; 


2568547 2568644 2 


99 


99 


99 


99 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
270742 Bacteria_16S 
meridiei strain S10 16S ribosomal RNA, partial sequence 
Clostridiales; 


99 


99 


strain AN1 16S ribosomal RNA, partial sequence 


selangorensis str 
selangorensis Bac 


270742 Bacteria_16S 
rain OND 32 16S ribosomal RNA, 


manihotivorans st 
manihotivorans Ba 


270742 Bacteria_16S 
rain TH13 16S ribosomal RNA, partial s 
Bacillales; 


voinovskiensis st 
voinovskiensis Ba 


270742 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


270742 Bacteria_16S 
n JCM1123 16S ribosomal RNA, partial s 
Lactobacillales; 


collinoides strai 
collinoides Bacte 


270742 Bacteria_16S 
in DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


flavithermus stra 
flavithermus Bact 


270742 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


2617937 2618018 18 


teria; Firmicutes; 
2673937 2674018 18 


cteria; Firmicutes; 
2697794 2697875 18 


cteria; Firmicutes; 
2873365 2873446 18 


lales; Bacillaceae; 
2946453 2946534 18 


Firmicutes; 
2999597 2999678 18 


ria; 


Firmicutes; 
3002734 3002815 18 


eria; 


tes; Bacillales; 


3039023 3039120 2 


bacillales; 


270742 Bacteria_16S 
700631 16S ribosomal RNA, partial sequence 
Facklamia. 


Lactobacillales; 


270742 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


270742 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


270742 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


270742 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


270742 Bacteria_16S 


halophilus strain 
halophilus Bacter 


270742 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


strain DSM 8723 1 
Firmicutes; Bacil 


270742 Bacteria_16S 


3100882 3100979 2 
Aerococcaceae; 
3155068 3155149 18 
SM 765 
tes; Clostridia; 
3156661 3156742 18 
n DSM 6115 16S 
115 Bacteria; 

3174857 3174938 18 


A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


tes; Clostridia; 


3315848 3315945 2 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


rochaetales; 
3318892 3318989 2 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


rochaetales; 
3361687 3361768 18 


99 


99 


99 


99 


99 


99 


99 


99 


ribosomal RNA, partial sequence 
Enterococcaceae; 


99 


99 


99 


Clos 


99 


99 


99 


99 


gi 


gi 


Thermoac 


gi 


Thermoac 


gi 


2538597 25399 


gi 


gi 


2567339 25687 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
270742 Bacteria_16S 
ain LMG 17710 16S ribosomal RNA, parti 
Lactobacillales; 


gi 


gi 


complet 
Lactobacillales; 


gi 


gi 


6S ribosomal RNA, partial sequence 2872057 28735 
Bacillus. 


gi 


gi 


Bacillac 


gi 


n BT2 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


gi 


gi 


3099595 3101003 Fackl 


gi 


16S ribosomal RNA, partial sequ 
Clostridiales; 


gi 


ribosomal RNA, partial 
Firmicutes; 


tridia; 
gi 


gi 


gi 


gi 


DSM 20408 16S ribosomal RNA, partial 


Firmicutes; 
3489933 3490030 2 


ia; 


6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales 
270742 Bacteria_16S 


3536880 3536961 18 


6S ribosomal RNA, partial sequence 3535585 35370 
Bacillus. 


lales; Bacillaceae; 
3611766 3611847 18 


Bacillales; 


99 


99 


99 


Bacillacea 


gi 


gi 


gi 


strain NCIMB 1493 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


lales; Planococcaceae; 


Planococcus. 


2425586 24269 
Viridibacillus. 


Peptoc 


La 


L 


Bacill 


Lact 


Bre 


3037737 30392 
Vagococcu 


Peptoc 


3314589 33160 
Spirocha 


3317638 33191 
Spirocha 


219857441 


219857418 
1 sequence 
tinomyceta 
219857417 
1 sequence 
tinomyceta 
219857351 


yphomonada 
219857345 

25473 

occaceae; 
219857289 


rhizobiace 
219857254 
al sequenc 
ctobacilla 
219857207 
e sequence 
actobacill 
219857190 
equence 

aceae; Ano 
219856876 


219856826 
equence 

obacillace 
219846924 
sequence 
eae; Anoxy 
219846922 
nce 30014 
vi 
219846897 


s. 
219846855 


219846819 
ence 31537 
occaceae; 

219846818 
sequence 

Clostridia 
219846805 
31735 
s; Thermoa 
219846710 


eta. 
219846708 


eta. 
219846676 
sequence 
e; Marinoc 
219846583 
; Desulfur 
219846552 


bacillus. 


ref |NR_025029.1 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonell 
ref|NR_025005.1 

2452794 245426 
ceae; Thermofla 
ref |NR_024939.1 
ceae; Hyphomonas 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024920.1 


ae; Nitrobacter. 
ref |NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref|NR_024818.1 

2696496 269800 
xybacillus. 
ref |NR_024695.1 


ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 
ref|NR_026516.1 

2998293 299981 
bacillus. 
ref|NR_026514.1 
33 3002946 Brevib 


ref|NR_026489.1 


ref 
amia 


NR_026447.1 
ignava Bact 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref|NR_026410.1 

3155325 315690 
les; Peptococcac 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026302.1 


ref|NR_026300.1 


ref|NR_026268.1 
3360383 336190 
occus. 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026144.1 


219846498 


Vv 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Seinonella 
3 Seinonella 


a. 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Desulfosporosinus 
osporosinus meridiei 
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daceae; Kribbella. 


ref |NR_029045.1 


Rothia amarae strain 


465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


270742 Bacteria_16S 


strain QH3A7 16S 


Arthrobacter. 


270742 Bacteria_16S 
gangotriensis str 
gangotriensis Bac 


490220 490303 17 
ribosomal RNA, 


494873 494956 17 


496378 496461 17 


Micrococcaceae; Arthrobacter. 


270742 Bacteria_16S 
antarctica strain 
antarctica Bacter 
Pseudonocardiaceae; 
270742 Bacteria_16S 
106/00/5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


caspium strain M/ 
caspium Bacteria; 


507180 507263 17 


Pseudonocardia. 
510213 510296 17 


Corynebacteriaceae; Corynebacterium. 


270742 Bacteria_16S 
benzenivorans str 
Bacteria; Actinob 


Pseudonocardia. 


270742 Bacteria_16S 
ciconiae strain B 
Bacteria; Actinob 


Corynebacterium. 


270742 Bacteria_16S 


strain FI-0169 16 


523885 523968 17 


525376 525459 17 


531497 531580 17 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
270742 Bacteria_16S 
kerguelensis stra 
kerguelensis Bact 


S ribosomal RNA, partial sequence 


99 gi 


48 


99 gi 


in KGN15 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


99 gi 


ain LzlY 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


99 gi 


DVS 5al 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


99 gi 


99 


gi 


99 gi 


$13 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


99 gi 


530243 53169 


265678725 


265678722 


265678721 


265678714 


265678712 


265678703 


265678702 


265678698 


ref 
8917 490451 Jonesia quinghaiensis Bacteria; 


NR_029030.1 


Jonesia quinghaiensis 


Jonesiaceae; Jonesia. 


ref 
493586 495067 
Actinomycetales; Micrococcineae; Micrococcaceae; 
ref re 
495118 496571 
e; Actinomycetales; 


ref 
505922 507359 
Actinomycetales; 


ref 
508981 510331 
Corynebacterineae; 


ref 
ain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
acteria; Actinobacteridae; Actinomycetales; 


ref 
524146 525550 Corynebacterium ciconiae 
Corynebacterineae; Corynebacteriaceae; 


ref 
4 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacterium avi 


270742 Bacteria_16S 
IMMIB R-145 16S r 


um complex (MAC). 
545187 545270 17 


ibosomal RNA, partial sequence 


99 gi 


543951 54542 


265678689 


ref 
4 Nocardia puris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


270742 Bacteria_16S 


aquilae strain S- 


Bacteria; Actinob 


Corynebacterium. 


270742 Bacteria_16S 
strain LV3 16S ri 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


270742 Bacteria_16S 
glaucum strain IM 


glaucum Bacteria; 
Corynebacteriacea 


270742 Bacteria_16S 


strain B22P3 16S 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


270742 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


270742 Bacteria_16S 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


270742 Bacteria_16S 
n IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 
ria; Actinobacteria; Actinobacteridae; 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


270742 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


552930 553013 17 


565158 565241 17 


574171 574254 17 


e; Corynebacterium. 
580067 580150 17 


e; Corynebacterium. 
599530 599613 17 


601060 601143 17 
; Streptomyces. 

602634 602717 17 
idetes; 


608733 608816 17 
IMMIB R-3491 16S 


Flavobacteria; 


e; Corynebacterium. 
623936 624019 17 


e; Corynebacterium. 
631634 631717 17 


636197 636280 17 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
270742 Bacteria_16S 
m strain Medalle X 16S ribosomal RNA, 
m Bacteria; Actinobacteria; Actinobacteridae; Actino 


ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 
rain D13P3 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


99 gi 


613 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


99 gi 


99 gi 


99 gi 


MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


99 gi 


99 gi 


99 gi 


ia; Actinobacteria; Actinobacteridae; 


000 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 


598291 59976 
Streptomycineae; 


265678666 
sequence 


265678653 


265678652 
sequence 


265678651 


Nocardiacea 
265678684 | ref |NR_028989.1 
551703 553077 Coryne 
Corynebacterineae; C 
265678676|ref|NR_028981.1 
563902 56532 
Microbacteriac 
265678670|ref|NR_028975.1 


partial sequen 


ref 
578821 580286 


ref 
1 Streptomyces 


s 


ref Ps 
599812 601293 
Actinomyce 


ref 
2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidi 


NR_029027.1 


NR_029026.1 


NR_029019.1 
Pseudonoc 


NR_029017.1 


NR_029008.1 


NR_029007.1 


NR_029003.1 
Mycobacteri 


NR_028994.1 


ce 572888 
mycetales; C 


NR_028971.1 
Corynebacter 
NR_028958.1 


treptomyceta 
NR_028957.1 


tales; Strep 


NR_028956.1 


Flavobacteriales; Flavobacteriaceae; Geli 

99 gi| 265678646 |ref|NR_028951.1 

ribosomal RNA, partial sequence 607486 608955 
Actinomycetales; Corynebac 

99 gi|265678636|ref|NR_028941.1 
Actinomycetales; Coryneba 

99 gi|265678630|ref|NR_028935.1 

630349 631823 Kytoco 

Micrococcineae; Derm 

99 gi| 265678627 |ref|NR_028932.1 


Arthrobacter 
Arthrobacter 


Arthrobacter 
Arthrobacter 


Micrococcineae; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Corynebacterium 
Corynebacterium 


Pseudonocardia 


Pseudonocardineae; Pseudonocardiaceae; 


Corynebacterium 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Nocardia puris strain 
e; Nocardia. 
Corynebacterium 
bacterium aquilae 


orynebacteriaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Corynebacterium 
Corynebacterium 


ineae; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Gelidibacter 
bacter mesophilus 
dibacter. 
Corynebacterium 
Corynebacterium 
terineae; 


Corynebacterium 
Corynebacterium 
cterineae; 


Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 


Knoellia subterranea 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Knoellia. 


270742 Bacteria_16S 


strain CMS90 16S 


CMS 76or 16S ribo 
Actinobacteridae; 


270742 Bacteria_16S 
s strain NRRL B-12234 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomycetaceae; 
270742 Bacteria_16S 


melanosporofacien 
melanosporofacien 


strain W16 16S ri 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


270742 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


270742 Bacteria_16S 


VKM Ac-1800 16S r 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


270742 Bacteria_16S 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


270742 Bacteria_16S 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


270742 Bacteria_16S 


strain S1 16S rib 


270742 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


270742 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


270742 Bacteria_16S 


strain VKM Ac-180 


647065 647148 17 


648597 648680 17 


657383 657466 17 


Streptomyces. 
675583 675666 17 


705652 705735 17 


745260 
bosomal RNA, 
avobacteria; 
756548 


745343 17 


756631 17 


778010 778093 17 


donia. 
782642 782725 17 


ceae; Xylanimonas. 
816362 816445 17 


837695 837778 17 


875453 875536 17 


eae; Streptosporangium. 


885993 886076 17 


887529 887612 17 


osomal RNA, partial sequence 


99 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
270742 Bacteria_16S 


99 


99 


99 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
270742 Bacteria_16S 


99 


99 


partial sequence 
Flavobacteriales; 


99 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
270742 Bacteria_16S 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


99 


99 


99 


99 


99 


99 


99 


gi 


265678620 


645783 64725 


gi 


gi 


gi 


674316 67581 


gi 


EL-17a 16S ribosomal RNA, partial sequence 70441 
acteria; Actinobacteridae; Actinomycetales; 


gi 


744001 74541 
Flavobacteriaceae; 


gi 


265678619 


265678612 


265678599 


265678579 


265678550 


265678542 


755262 75674 


gi 


gi 


gi 


n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


265678528 
sequence 
dae; 


265678524 
sequence 
dae; Actin 


265678502 
ence 81510 


ales; Pseu 


265678488 


836449 83791 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_16S 
in HESP1 16S ribosomal RNA, partial se 
Clostridia; 


xylanovorans stra 
xylanovorans Bact 


270742 Bacteria_16S 


VKM Ac-1401 16S r 


Actinobacteria; Actinoba 
270742 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinoba 
270742 Bacteria_16S 


strain 213E 16S r 


strain IFM 10035 


910503 910598 2 


eria; Firmicutes; 
912089 912172 17 


918319 918402 17 


919884 919967 17 


1039598 1039681 17 


97 


99 


ibosomal RNA, partial sequence 
cteridae; Actinomycetales; 


99 


ibosomal RNA, partial sequence 
cteridae; Actinomycetales; 


99 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 


99 


gi 


Clostridiales; 


gi 


nebacterin 
265678462 


CY-7113 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


265678454 
88470 
ales; Micr 
265678453 
88624 
ococcineae 
265678438 
quence 
Clo 
265678437 


910794 91228 


Micr 
gi 


ococcineae 
265678433 


917039 91855 


Cory 
gi 


nebacterin 
265678432 


918602 92011 


Cory 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


270742 Bacteria_16S 


strain IFM 0784 1 


1041107 1041190 17 


99 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


270742 Bacteria_16S 


strain IFM 0575 1 


1042645 1042728 17 


99 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


270742 Bacteria_16S 


1044205 1044288 17 


99 


gi 


nebacterin 
265678352 


16S ribosomal RNA, partial sequence 1038318 10398 


nebacterin 
265678351 


6S ribosomal RNA, partial sequence 1039882 10413 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


nebacterin 
265678349 


Propionibacterineae; 


Actinomycetales; 


ref|NR_028925.1 
9 Arthrobacter 


ref|NR_028924.1 


Kocuria. 
ref |NR_028917.1 
sequence 656132 
tinomycetales; S 


ref |NR_028904.1 
0 Dermatophilus 


ref|NR_028884.1 


Micrococcaceae; 


Arthrobacter roseus 


roseus Bacteria; 


Arthrobacter. 
Kocuria polaris strain 


somal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Dermatophilus chelonae 
chelonae Bacteria; 


Dermatophilaceae; Dermatophilus. 


Friedmanniella 


6 705838 Friedmanniella lacustris 


ref |NR_028854.1 
8 Psychroflexus 
Psychroflexus. 
ref |NR_028846.1 
Microbacteriac 
ref |NR_028832.1 

776745 778221 


ref |NR_028828.1 
781358 782875 
omycetales; Micr 


ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 
ref |NR_028791.1 
eae; Nocardiacea 
ref|NR_028765.1 

874217 875635 
ales; Streptospo 


ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028739.1 


; Microbacteriac 
ref |NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


Gordoniacea 
NR_028654.1 


eae; 
ref 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardioidaceae; 


Psychroflexus tropicus 
tropicus Bacteria; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Gordonia 
Gordonia 


Corynebacterineae; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Pseudonocardia 
nocardia zijingensis 


seudonocardiaceae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Streptosporangium 
Streptosporangium 

rangineae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Clostridium 
Clostridium 
stridium. 
Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


270742 Bacteria_16S 


strain YZ-96 16S 


strain IFM 0245 1 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


270742 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


270742 Bacteria_16S 
strain 14 16S ribosomal 

Actinobacteria; Actinoba 
270742 Bacteria_16S 


strain NRRL 15532 


Bacteria; Actinobacteria; 


Nonomuraea. 


270742 Bacteria_16S 


strain DF-32 16S 


Actinobacteria; Actinoba 


Microbispora. 


270742 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


270742 Bacteria_16S 


strain ES10.1 16S 


Actinobacteria; Actinoba 
1139307 1139390 17 
omal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 
1148377 1148460 17 


270742 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


270742 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinoba 
270742 Bacteria_16S 


multipartita DSM 


Nakamurella. 


270742 Bacteria_16S 


strain Cal06 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
270742 Bacteria_16S 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


270742 Bacteria_16S 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


270742 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


270742 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


270742 Bacteria_16S 


strain LM 161 16S 


1045761 1045844 17 


1053337 1053420 17 


1090941 1091024 17 


Nonomuraea. 
1099909 1099992 17 


eae; 


eae; Acrocarpospora. 


1102874 1102957 17 


99 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
270742 Bacteria_16S 


99 


99 


99 


gi 
1044481 10459 


gi 
6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
270742 Bacteria_16S gi 
ain A-5 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


gi 
in IFO 16266 16S ribosomal RNA, partial sequence 


265678348 


265678342 


265678316 


265678310 


e; Actinomycetales; 


ref|NR_028650.1| Nocardia shimofusensis 
88 Nocardia shimofusensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028644.1| Nocardia asiatica 
15 Nocardia asiatica Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028618.1] Nonomuraea 

1089685 1091137 Nonomuraea 
Streptosporangineae; 


ref|NR_028612.1| Acrocarpospora 
1098650 1100098 Acrocarpospora 
cetales; Streptosporangineae; 


ref|NR_028610.1| Agromyces rhizospherae 


16S ribosomal 


ribosomal RNA, 


avobacteria; 


34 16S 


ribosomal RNA, 


1107480 1107563 17 


1109026 1109109 17 


1125781 1125864 17 


1131712 1131795 17 


1217954 1218037 17 


1226974 1227057 17 
MX5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


1257157 1257240 17 
16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycetales; 


1263106 1263189 17 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
1281083 1281166 17 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


1300643 1300726 17 
ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
270742 Bacteria_16S 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 

1308545 Streptomyces thermoviolaceus subsp. thermoviolaceu 
Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 


1308331 1308414 17 


1317506 1317589 17 


eria; Actinobacteria; Actinobacteridae; Actinomy 
99 gi| 265678308 

RNA, partial sequence 1101592 11031 
cteridae; Actinomycetales; Micrococcineae 

99 gi| 265678304 

RNA, partial sequence 11062 
Actinobacteridae; Actinomycetales; Stre 

99 gi| 265678303 

partial sequence 1107766 11092 

cteridae; Actinomycetales; Streptosporang 

99 gi| 224581403 

6S ribosomal RNA, partial sequence 1124514 11259 
Flavobacteriales; Cryomorphaceae; C 

99 gi| 253680769 

ribosomal RNA, partial sequence 1130448 11319 
cteridae; Actinomycetales; Streptosporang 

99 gi| 253680764 


99 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterin 
1161994 1162077 17 
44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


99 


99 
partial sequence 


99 


99 


99 


99 


99 
complete sequence 


99 


Streptomycineae; 
99 


str. Twist 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 


1326746 1326829 17 


99 


YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


253680758 
11471 


gi 


228721225 
11607 


gi 


gi| 219878473 
1216681 12181 


219878300 
12257 
Micr 


gi 


gi|219857144 


Cory 


219846681 
12618 
Cory 
gi|219846091 
1279854 12812 
Prop 


gi 


gi| 219846779 
1299363 13008 


228721493 
16S ribos 


gi 


Streptomyceta 
gi|228715851 
1316224 13177 
Micr 


; Microbacteriac 
ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae; 


ref|NR_028605.1 
07 Microbispora 
ineae; Streptosp 
ref|NR_027184.1 
ryomorpha. 
ref |NR_028017.1 
04 Nocardiopsis 
ineae; Nocardiop 
ref |NR_028012.1 
onia rubra Bacte 
eae; Leifsonia. 
ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref |NR_027604.1 
39 1162206 Nakamu 
; Frankineae; Na 


ref|NR_025612.1 
; Micrococcaceae 
ref |NR_025439.1 
22 1227193 Isopte 


ref|NR_024772.1 


nebacterineae; C 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_025681.1 
10 Aeromicrobium 
ionibacterineae; 
ref |NR_026371.1 
ineae; Nocardioi 
ref|NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
ceae; Streptomyc 
ref|NR_027540.1 


ococcineae; Trop 


gi|219846136 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Nonomuraea longicatena 

raea longicatena 
Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Leifsonia rubra strain 
ria; Actinobacteria; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Arthrobacter bergerei 


48 Arthrobacter bergerei Bacteria; 


; Arthrobacter. 
Isoptericola 
ricola variabilis 


ococcineae; Promicromonosporaceae; 


Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Aeromicrobium marinum 
marinum DSM 15272 

Nocardioidaceae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Streptomyces 
1 sequence 
nobacteria; 
es. 
Tropheryma whipplei 


1307063 


07 Tropheryma whipplei str. Twist 


heryma. 


ref|NR_025726.1 


Nocardia alba strain 


1325499 1326944 Nocardia alba Bacteria; 


270742 Bacteria_16S 1345128 134521117 99 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 

270742 Bacteria_16S 1346656 1346739 17 99 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

270742 Bacteria_16S 1349728 1349811 17 99 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

270742 Bacteria_16S 1402375 1402458 17 99 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

270742 Bacteria_16S 1421935 1422018 17 99 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

270742 Bacteria_16S 1426580 1426663 17 99 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 1428145 1428228 17 99 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 1451171 1451254 17 99 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

270742 Bacteria_16S 1454167 1454250 17 99 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

270742 Bacteria_16S 1461584 1461667 17 99 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

270742 Bacteria_16S 1475182 1475265 17 99 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 1489014 1489097 17 99 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 1490558 1490641 17 99 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

270742 Bacteria_16S 1502439 1502522 17 99 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

270742 Bacteria_16S 1521924 1522007 17 99 gi|219857610|ref|NR_025199.1]| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

270742 Bacteria_16S 1525076 1525143 32 99 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

270742 Bacteria_16S 1528083 1528166 17 99 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

270742 Bacteria_16S 1529595 1529678 17 99 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

270742 Bacteria_16S 1531107 1531190 17 99 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 


oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporace 


ae; Actinomadura. 


Streptosp 


orangineae; 


270742 Bacteria_16S 


strain JCM 3325 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


270742 Bacteria_16S 


strain NRRL B-162 


strain DSM 40258 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 
subsp. paromomyci 
rimosus subsp. pa 


Streptomycineae; 


270742 Bacteria_16S 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae 
270742 Bacteria_16S 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
270742 Bacteria_16S 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 


Streptomycetaceae 
270742 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 


Streptomycineae; 


270742 Bacteria_16S 


strain DSM 12798 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


270742 Bacteria_16S 
CCUG 47306 16S ribosomal RNA, partial 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


270742 Bacteria_16S 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


270742 Bacteria_16S 
gum strain SKF-AAD-609 16S ribosomal R 
Kibdelosporangium aridum subsp. 


aridum subsp. lar 


Actinomycetales; 


270742 Bacteria_16S 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


270742 Bacteria_16S 
n DSM 44591 16S ribosomal RNA, partial 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


1535631 1535714 17 99 gi 
6S ribosomal RNA, partial sequence 15 


1540264 1540347 17 99 gi 


1564227 1564310 17 99 gi 


e; Amycolatopsis. 

1590108 1590191 17 99 gi 
16S ribosomal RNA, partial sequence 15 
1593204 1593287 17 99 gi 
romomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 


1594750 1594833 17 99 gi 


Streptomyces. 
1596297 1596380 17 


v 


99 gi 


; Streptomyces. 


1597845 1597928 17 99 gi 


1599393 1599476 17 99 gi 
us strain DSM 40595 16S ribosomal RNA, 


; Streptomyces. 


1600941 1601024 17 99 gi 


1602489 1602572 17 99 gi 
oticus strain DSM 43156 16S ribosomal 


Streptomycetaceae; Streptomyces. 


1605588 1605671 17 99 gi 


1607129 1607212 17 99 gi 


1626638 1626721 17 99 gi 
ia; Actinobacteria; Actinobacteridae; 
e; Arsenicicoccus. 

1640250 1640333 17 99 


ribosomal RNA, partial sequence 


gi 


1663236 1663319 17 99 gi 


e; Kibdelosporangium. 


1664776 1664859 17 99 gi 


Pseudonocardineae; Pseudonocardiaceae; 
1673869 1673952 17 99 gi 


e; Amycolatopsis. 


1675392 1675475 17 99 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


270742 Bacteria_16S 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 


1676891 1676974 17 99 gi 


Stre 


38 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
270742 Bacteria_16S 
pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 
270742 Bacteria_16S 


in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 


Stre 


nus strain DSM 41429 16S ribosomal RNA, 


in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 


Stre 


us Bacteria; Actinobacteria; Actinobac 


16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 


Stre 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270742 Bacteria_16S 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


1638983 16404 
Stre 


219857414 
34373 15358 
ptosporang 


219857376 
15389 
donocardin 
219846103 
tial seque 
; Actinomy: 
219878485 
88843 15903 
ptomycinea 
219878483 
partial 
tinobact 


e; 


Ac 


219878482 
rtial sequ 
idae; Acti 


219878481 
1 sequence 
; Actinomy: 


219878480 


ptomycinea 
219878479 
partial s 
te 


e; 


219878478 


ptomycinea 
219878477 
RNA, parti 


e; 


219878474 


ococcineae; 


219878472 
quence 

; Actinomy 
219878459 
sequence 
Actinomyce 


219878450 


ptosporang 
219878433 
sequence 
e; Actinomyc 


219878432 
NA, partial 
Kibdelosp 
219878426 
al sequenc 
ae; Actino: 


, 


219878425 
sequence 
Actinomyc 


219878424 


ref 
13 Actinomadura 
inea 


ref 
86 1540484 Cross 
eae; 
ref 
nce 
ceta 


ref 
40 Streptomyces 


ref 
sequ 
erid 


ref 
ence 
nomy 


ref oe 
1595032 15965 
ceta 


ref 
77 Streptomyces 


ref 
eque 
ridae; Actin 


ref 
73 Streptomyces 


ref 
als 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


ref 
05 Arthrobacter 


ref 
1605856 16073 
ceta 


ref 
1625384 16268 
tale 


ref 
69 Nocardiopsis 
inea 
ref 
1661967 16634 


ref 


ref 
1674127 16755 
etal 


ref 


s 


s 


s 


Mi 


et 


se 


v 


NR_025002.1 


e; Thermomon 
NR_024964.1 
a, 
Pseudonocar 
NR_025693.1 

156296 
les; Pseudon 
NR_025624.1 


treptomycet 
NR_025622.1 
ence 159193 
ae; Actinomy 


NR_025621.1 
159348 
cetales; Str 


NR_025620.1 
2 
fe} 


les; Strept 


NR_025619.1 


treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 


NR_025617.1 


treptomyceta 
NR_025616.1 
equence 


NR_025613.1 


crococcaceae 
NR_025611.1 
1 
fe} 


les; Microc 
NR_025598.1 
5 
c 


s; Micrococ 


NR_025589.1 


e; Nocardiop 
NR_025572.1 
5 
ales; Pseudo 
NR_025571.1 


quence 


gium. 
NR_025565.1 
7 
tales; Pseud 
NR_025564.1 
7 
° 


es; Pseudon 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 

Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Streptomyces catenulae 


catenulae Bacteria; 
a 


ceae; Streptomyces. 

Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Arsenicicoccus 
0 Arsenicicoccus 


ineae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Kibdelosporangium 

6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 
oran 
ref 
e 1672599 16740 
myce 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


NR_025563.1 


Amycolatopsis 
1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


270742 Bacteria_ 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


270742 Bacteria_ 
strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 


270742 Bacteria_16S 


strain DSM 44494 


Nocardiopsis. 


270742 Bacteria_16S 
namibiensis strai 
namibiensis Bacte 
Thermomonosporace 
270742 Bacteria_16S 
strain DSM 1672 1 
Clost 
270742 Bacteria_16S 
strain SPR2 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270742 Bacteria_16S 
sacelli strain LM 


Firmicutes; 


sacelli Bacteria; 
Brachybacterium. 


270742 Bacteria_16S 


fresconis strain 


fresconis Bacteri 


Brachybacterium. 


270742 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 


Dermabacteraceae; 


16S 1678408 1678491 17 99 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

16S 1679929 1680012 17 99 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1741018 1741101 17 99 gi 
Stre 
1744108 1744191 17 99 gi 
R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1747132 1747215 17 99 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1748677 1748744 32 


99 gi 


ridia; Clostridiales; Veillonellaceae; 
1759398 1759481 17 99 gi 
ibosomal RNA, partial sequence 


1760866 1760949 17 99 gi 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


1762387 1762470 17 99 gi 
LMG 20336 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
1763909 1763992 17 


99 gi 


Brachybacterium. 


1758120 17596 
bacterin 


219878423 
sequence 
219878422 

al 


es; 


219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 
metallicus strain 
Bacteria; Actinob 


pt 
219878378 
ce 
ales; 

219878376 
1 


219878375 


6S ribosomal RNA, partial sequence 1747351 17488 


M 
219878366 


ne 
219878365 
uence 

in 


219878364 
equence 
ct 


219878363 
ar 


ridae; 


Actinomyc 


16786 
Pseu 


osporang 
17428 
Stre 


sequence 
Actinomyc 


omycetal 


inomycet 


tial seq 
Act 


ref|NR_025562.1 
1677147 16786 
etales; Pseudon 


ref|NR_025561.1 
61 1680145 Amyco 
donocardineae; 


ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardio 
ref|NR_025517.1 
31 1744318 Nocar 
ptosporangineae 


NR_025515.1 
1745863 174730 
etales; Streptos 


ref|NR_025514.1 


ref|NR_025505.1 
eae; Gordoniacea 
ref|NR_025504.1 

1759669 176107 
es; Micrococcine 
ref|NR_025503.1 

1761124 176259 
ales; Micrococci 


v 


ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


1 
° 


1 
P 


d 
; 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 


seudonocardiaceae; 


Nocardiopsis halophila 


halophila Bacteria; 
Pp 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 
Nocardiopsaceae; 


Actinomadura 
0 Actinomadura 


porangineae; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
egamonas. 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Brachybacterium 

3 Brachybacterium 

ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


270742 Bacteria_16S 1771341 1771424 17 99 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

270742 Bacteria_16S 1772772 1772855 17 99 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 1774270 1774353 17 99 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 1775768 1775851 17 99 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 1781947 1782030 17 99 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 

270742 Bacteria_16S 1806184 1806267 17 99 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

270742 Bacteria_16S 1807722 1807805 17 99 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
270742 Bacteria_16S 1810775 1810858 17 99 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

270742 Bacteria_16S 1812304 1812387 17 99 gi|219878328|ref|NR_025467.1| Curtobacterium 


flaccumfaciens pv 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 
Curtobacterium flaccumfaciens pv. 


Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


270742 Bacteria_16S 1813835 1813926 9 99 gi| 219878327 


ref|NR_025466.1| Petrotoga sibirica 


strain SL25 16S ribosomal RNA, partial sequence 1812567 1814048 Petrotoga sibirica Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
270742 Bacteria_16S 1816914 1816997 17 99 gi| 219878325 


ref|NR_025464.1| Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Kibdelosporangium. 
270742 Bacteria_16S 1819981 1820064 17 99 gi| 219878323 


ref|NR_025462.1| Plantibacter flavus 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 


270742 Bacteria_16S 1821513 1821596 17 99 gi| 219878322 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 


ref|NR_025461.1| Curtobacterium 
1820242 1821724 Curtobacterium 


herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Curtobacterium. 
270742 Bacteria_16S 1823039 1823122 17 99 gi| 219878321 


ref|NR_025460.1| Agreia pratensis 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 


270742 Bacteria_16S 1835171 1835254 17 99 gi| 219878312 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 


ref|NR_025451.1| Gulosibacter 
1833888 1835317 Gulosibacter 


molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; Gulosibacter. 
270742 Bacteria_16S 1853451 1853534 17 99 gi| 219878299 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 


ref |NR_025438.1| Thermobifida 
1852181 1853675 Thermobifida 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Nocardiopsaceae; Thermobifida. 
270742 Bacteria_16S 1859492 1859575 17 99 gi| 219878295 


ref |NR_025434.1| Corynebacterium 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 
270742 Bacteria_16S 1874816 1874899 17 99 gi| 219878285 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 


ref|NR_025424.1] Arthrobacter 
1873541 1874936 Arthrobacter 


nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 
270742 Bacteria_16S 1877788 1877871 17 99 gi| 219878283 


ref|NR_025422.1| Nocardiopsis 


halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Nocardiopsaceae; Nocardiopsis. 
270742 Bacteria_16S 1924893 1924976 17 99 gi| 219878245 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 


ref|NR_025384.1| Pseudonocardia 
1923611 1925122 Pseudonocardia 


kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Pseudonocardia. 
270742 Bacteria_16S 1959901 1959984 17 99 gi| 219878222 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 19601 


ref|NR_025361.1] Arthrobacter albus 
16 Arthrobacter albus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


270742 Bacteria_16S 2036022 2036105 17 99 gi| 219878171 
strain CCUG 35957 16S ribosomal RNA, partial sequence 20347 


ref|NR_025310.1| Rothia nasimurium 
53 2036233 Rothia nasimurium Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


270742 Bacteria_16S 2037544 2037627 17 99 gi|219878170 
simulans strain UCL553 16S ribosomal RNA, partial sequence 20362 


ref|NR_025309.1| Corynebacterium 
84 2037751 Corynebacterium simulans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
270742 Bacteria_16S 2057699 2057782 17 99 gi| 219878153 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 2059238 2059321 17 99 gi| 219878152 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 


ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
etales; Streptomycineae; 


ref|NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 


thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 2066779 2066862 17 99 gi| 219878146 
antarcticus strain T2 16S ribosomal RNA, partial sequence 20655 


ref|NR_025285.1| Micrococcus 
12 2067008 Micrococcus antarcticus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 


270742 Bacteria_16S 2100407 2100490 17 99 gi| 219878122 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 20991 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Nocardioides. 
270742 Bacteria_16S 2111102 2111185 17 99 gi| 219873436 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
270742 Bacteria_16S 2139877 2139960 17 99 gi| 219857642 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actin 
Pseudonocardiaceae; Amycolatopsis. 


ref|NR_025261.1| Nocardioides 
38 2100621 Nocardioides aquiterrae 
ionibacterineae; Nocardioidaceae; 


ref|NR_025250.1| Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025231.1| Amycolatopsis 

2138615 2140041 Amycolatopsis 
omycetales; Pseudonocardineae; 


270742 Bacteria_16S 


strain YIM 90003 


Actinobacteria; Actinoba 


Streptomonospora. 


270742 Bacteria_16S 
strain F829 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinoba 
270742 Bacteria_16S 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 
Pseudonocardiaceae; 
270742 Bacteria_16S 
strain PK-Blue 16 
Actinobacteria; Actinoba 
270742 Bacteria_16S 
hongkongensis str 
hongkongensis Bac 


Actinomycetaceae; 


270742 Bacteria_16S 


strain YIM 21741 


Tsukamurellaceae; 


270742 Bacteria_16S 


strain DSM43926 1 


Actinomadura. 


270742 Bacteria_16S 


strain LMG S-1926 


Bacteria; Actinob 


Corynebacterium. 


270742 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 
Nocardiopsaceae; 


270742 Bacteria_16S 


NRRL B-24104 16S 


sulfonivorans Bac 


2157936 2158019 17 


2162407 2162490 17 


2167048 216713117 


Pseudonocardia. 
2168567 2168650 17 


2183770 2183837 33 


Actinomyces. 
2229157 2229240 17 


2233705 2233788 17 


2247331 2247414 17 


Streptomyces. 
2253503 2253586 17 


2261219 2261302 17 


; Streptomyces. 
2306798 2306881 17 


Tsukamurella. 
2309844 2309927 17 


2311350 2311433 17 


2325058 2325141 17 


2334068 2334151 17 
ain YIM 90004 16S 


Nocardiopsis. 
2343032 2343115 17 


2347573 2347656 17 


Micrococcaceae; Arthrobacter. 


270742 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 


2349082 2349165 17 


Micrococcaceae; Arthrobacter. 


270742 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


270742 Bacteria_16S 


2358225 2358308 17 


2361266 2361349 17 


99 


99 


99 


99 


S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 


99 


99 


99 


99 


99 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 
thermospinosispor 
thermospinosispor 
Streptomycetaceae 
270742 Bacteria_16S 
strandjordii stra 
strandjordii Bact 


99 


99 


in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 


99 


99 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


99 


4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


99 


ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


99 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
270742 Bacteria_16S 
sulfonivorans str 


99 


99 


99 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


99 


strain K265 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


gi| 219857630 


16S ribosomal RNA, partial sequence 2156657 21581 


cteridae; Actinomycetales; Streptosporang 


gi|219857627 


2161153 21625 
cteridae; Actinomycetales; Corynebacterineae; 


gi| 219857624 


gi|219857623 


2167280 21687 
Streptomycineae; S 


gi|219857611 


ain HKU8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


gi|219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 
270742 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
270742 Bacteria_16S 
puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae; 
270742 Bacteria_16S 
strain KS9 16S ri 


gi|219857577 


gi| 219857568 


ain S77 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


gi|219857564 


2252243 22536 
Streptosporangineae; 


gi]219857559 


us strain AT10 16S ribosomal RNA, partial sequen 
us Bacteria; Actinobacteria; Actinobacteridae; Actin 


gi] 219857525 


complete sequence 
Actinomyceta 


gi| 219857523 


6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 
strain A290 16S r 


Streptosporanginea 


gi| 219857522 


2310109 23115 
Streptosporangineae; 


gi| 219857513 


219857507 


gi 


gi| 219857500 


2341772 23432 


gi|219857496 


ain ALL 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


gi] 219857495 


rain TGA 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


gi|219857489 


gi|219857487 


sequenc 


22324 


23238 
Coryneba 


sequenc 
Actinomycet 


Actinomycet 


23569 
Propioni 


ref 


ref 


ref 


ref 


ref 


ND 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ineae; 


e 2165786 21 
tinomycetales; 


22 2233905 G 
Gordoniace 


ce 2259931 2 


NR_025219. 


NR_025216. 


NR_025213. 


NR_025212. 


NR_025200. 


182453 218387 
Actinomycetales; 


NR_025168. 


NR_025165. 


NR_025152. 


96 Nocardiopsis 


NR_025147. 
omycetales; 
NR_025113. 
les; 
NR_025111. 


e; 
NR_025110. 


29 Actinomadura 
Thermomon 


NR_025101. 


67 2325209 Coryne 


cterineae; 


ales; 


ales; 


tales; 


ref 


6722 


26145 


230551 
Coryneb 


NR_025095.1 
e 2332775 233429 
Strept 


NR_025088.1 
43 Crossiella equi Bacteria; 
Pseudonocar 
NR_025084.1 
2346319 234777 
Microc 


NR_025083.1 
2347826 23492 
Actinomyce Micro 
NR_025077.1 
68 2358432 Propio 
bacterineae; 


NR_025075.1 


1 


Cc 


8 


ae; 


ae; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


Nocardiopsaceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiace 


Nocardia. 
Pseudonocardia 
9 Pseudonocardia 


Pseudonocardineae; 


Streptomyces speibonae 


69 Streptomyces speibonae Bacteria; 
treptomycetaceae; 


Streptomyces. 
Actinomyces 
7 Actinomyces 


Actinomycineae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 
crobacteriac 


eae; Agromyces. 
Gordonia namibiensis 


ordonia namibiensis Bacteria; 


Gordonia. 
Streptomyces 
5 Streptomyces 


Actinomycetales; Streptomycineae; 


Nocardiopsis composta 


composta Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Tsukamurella 
7 2307028 Tsukamurella 


acterineae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Streptosp 


orangiaceae; Nonomuraea. 
Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Crossiella equi strain 


diaceae; Crossiella. 
Arthrobacter 

5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Subtercola frigoramans 


2360002 2361474 Subtercola frigoramans Bacteria; 


Subtercola. 


270742 Bacteria_1 
strain K300 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270742 Bacteria_1 
strain IMMIB D-15 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270742 Bacteria_1 
kunsanensis strai 
kunsanensis Bacte 


Nocardiopsaceae; 


270742 Bacteria_1 
salina strain YIM 
Bacteria; Actinob 


Streptomonospora. 


270742 Bacteria_16S 


strain AS4.1521 1 


australiensis Bac 


Intrasporangiacea 
270742 Bacteria_16S 


strain VKM Ac-942 


Bacteria; Actinob 


Nocardiopsis. 


270742 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobac 
270742 Bacteria_16S 


pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 


270742 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobac 
270742 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


270742 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


270742 Bacteria_16S 
carbonis strain J 


Bacteria; Actinob 
Streptacidiphilus 


270742 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


270742 Bacteria_16S 


strain DSM 44262 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


270742 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


6S 2362785 2362868 17 99 
ibosomal RNA, partial sequence 


gi 


6S 2384001 2384084 17 99 gi 
92 16S ribosomal RNA, partial sequence 
6S 2402192 2402275 17 99 gi 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

6S 2409875 2409958 17 99 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
2438777 2438860 17 


99 gi 


2455596 2455679 17 99 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


2494669 2494752 17 99 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 
2511352 2511435 17 
16S rib 
acteria; 


99 gi 
osomal RNA, partial sequence 
Actinobacteridae; Actinomycet 


2512860 2512943 17 99 gi 
7 16S ribosomal RNA, partial sequence 
teridae; Actinomycetales; Stre 
2514351 2514434 17 99 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2517379 2517462 17 99 gi 
strain A-6 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
ter. 
2518869 2518952 17 99 gi 
in CN 732 16S ribosomal RNA, partial s 


; Streptomyces. 


2535583 2535666 17 99 gi 
Ben 108 16S ribosomal RNA, partial seq 


Friedmanniella. 

2554693 2554776 17 99 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 


2577847 2577930 17 99 gi 


2579276 2579359 17 99 gi 


2610088 2610171 17 99 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

2613188 2613271 17 


99 gi 


2625554 2625637 17 99 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


n HA-9T 16S ribosomal RNA, partial seq 


eria; Actinobacteria; Actinobacteridae; 


a; Actinobacteria; Actinobacteridae; Act 


oc 


ne 


ue 


nc 
al 


ne 


s 
er 


ue 
e; 


al 


pt 


nc 
al 


se 
id 


eq 


’ 


ue 


en 
al 


oc 


oc 


ue 


do 


al 
ac 


nce 


e 
es; 


nce 


es; 


e 
es; 


quence 
ae; 


uence 


nce 


es; 


nce 


teria; 


2633105 2633188 17 99 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


gi 


219857486 
2361525 23629 
occineae 
219857471 

23827 
bacterin 
219857459 


Actinomyc 


219857454 
24085 
Stre 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270742 Bacteria_16S 
psychrolactophilu 
psychrolactophilu 
Micrococcaceae; Arthrobacter. 
270742 Bacteria_16S 
australiensis str 


bacterin 
219857415 
equence 
idae; Ac 


219857387 
Actinomycet 
219857370 
25100 
Stre 
219857369 
25115 
osporang 
219857368 
25130 
Micr 
219857366 
Acti 
219857365 
Actinomy 
219857354 
inomycet 
219857341 
ce 25534 
Stre 
219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270742 Bacteria_16S 


occineae 
219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270742 Bacteria_16S 


occineae 
219857259 


Actinomyc 


219857257 
16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
270742 Bacteria_16S 


nocardin 
219857248 
sequenc 


xX 


ref |NR_025074.1 


7 Mi 
ref 


crobacteriac 
NR_025059.1 


eae; Nocardiacea 
ref |NR_025047.1 

2400924 240237 
etales; Streptos 


ref |NR_025042.1 
77 2410105 Strept 
ptosporangineae; 
ref|NR_025017.1 
eae; Nocardiacea 
ref|NR_025003.1 

2454319 245573 
tinomycetales; 


ref|NR_024975.1 
2493400 249486 
ales; Microc 


ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 
ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref|NR_024956.1 
94 2514560 Xylani 
ococcineae; Prom 


ref|NR_024954.1 
2516115 251756 
nomycetales; Mic 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto: 


ref|NR_024942.1 
2534307 253578 
ales; Propioniba 


v 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref 
lomo 
7 Ce 
ref 
lomo 


NR_024914.1 
nas iranensi 
1lulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref |NR_024890.1 

2608828 261032 
etales; Pseudono 


ref|NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


219857237 
2631843 2633296 Flavobacterium xanthum Bacteria; 
Flavobacteriaceae; 


52 2384208 Nocard 


Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Nocardia abscessus 

ia abscessus Bacteria; 

e; Nocardia. 
Nocardiopsis 

2 Nocardiopsis 

porangineae; 


Streptomonospora 
omonospora salina 


Nocardiopsaceae; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Arthrobacter 
2 Arthrobacter 


Micrococcineae; 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Xylanimicrobium 
microbium pachnodae 
icromonosporaceae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Amycolatopsis 

2 Amycolatopsis 
cardineae; 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


ref |NR_024865.1 


Flavobacterium 


Flavobacterium xanthum 


270742 Bacteria_16S 2655934 2656017 17 99 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

270742 Bacteria_16S 2657451 2657534 17 99 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

270742 Bacteria_16S 2658975 2659058 17 99 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

270742 Bacteria_16S 2660495 2660578 17 99 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

270742 Bacteria_16S 2670895 2670978 17 99 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

270742 Bacteria_16S 2678457 2678540 17 99 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

270742 Bacteria_16S 2688956 2689039 17 99 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

270742 Bacteria_16S 2691966 2692049 17 99 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Salegentibacter. 

270742 Bacteria_16S 2693424 2693507 17 99 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

270742 Bacteria_16S 2720429 2720512 17 99 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

270742 Bacteria_16S 2746002 2746085 17 99 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

270742 Bacteria_16S 2751767 2751850 17 99 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

270742 Bacteria_16S 2753263 2753346 17 99 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

270742 Bacteria_16S 2754759 2754842 17 99 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 

270742 Bacteria_16S 2777485 2777568 17 99 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 2784943 2785026 17 99 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 

270742 Bacteria_16S 2815030 2815113 17 99 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
270742 Bacteria_16S 2819597 2819680 17 99 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

270742 Bacteria_16S 2821090 2821173 17 99 gi|219856910|ref|NR_024731.1| Planobispora rosea 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 


Streptosporangineae; 


Streptosporangiaceae; 


270742 Bacteria_16S 2822584 2822667 17 99 gi 
parontospora subsp. antibiotica strain JCM 3094 16S ribos 

Planomonospora parontospora subsp. 
Actinomycetales; Streptosporangineae; 
270742 Bacteria_16S 2827084 2827167 17 
strain IFO 12702 
Actinobacteria; Actinobacteridae; Actinomycetales; Franki 
270742 Bacteria_16S 2834731 2834814 17 99 gi 
strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
270742 Bacteria_16S 2839245 2839328 17 99 gi 
strain IFO 16238 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
270742 Bacteria_16S 2840805 2840888 17 99 gi 
strain IFO 16235 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
270742 Bacteria_16S 2894816 2894899 17 99 gi 


99 gi 


219856909 
omal RNA, 
antibiotica Bacteria; Actinobacteria; 
Streptosporangiaceae; 


neae; 


Planomonospora. 
219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Sporichthyaceae; 
219856901 
28334 
bacterineae; 
219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
occineae; 
219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
occineae; Microbacteriaceae; 


ref |NR_024730.1 


partial sequence 


Planomonospora 
2821321 2822766 
Actinobacteridae; 


ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
Sporichthya. 
ref|NR_024722.1| Nocardia vinacea 

66 2834941 Nocardia vinacea Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_024717.1| Agromyces bracchium 
69 Agromyces bracchium Bacteria; 
Microbacteriaceae; Agromyces. 
ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 
Agromyces. 


219856860 


ref 


NR_024679.1 


Mycetocola lacteus 


strain CM-10 16S 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2893553 28949 
Micrococcineae; 


97 Mycetocola lacteus Bacteria; 
Microbacteriaceae; Mycetocola. 


270742 Bacteria_16S 2896311 2896394 17 99 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

270742 Bacteria_16S 2897805 2897888 17 99 gi|219856858|ref|NR_024677.1| Mycetocola 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial s 
tolaasinivorans Bacteria; Actinobacteria; Actinobacterida 
Microbacteriaceae; Mycetocola. 

270742 Bacteria_16S 2899294 2899377 17 99 gi 
glycogenica strain Lg2 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Micropruina. 
270742 Bacteria_16S 
strain IAM 14848 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
270742 Bacteria_16S 2903880 2903963 17 99 gi 
strain IFO 15616 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
270742 Bacteria_16S 2944867 2944950 17 99 gi 
brevicatena strain YU 720-21 16S ribosomal RNA, partial 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 
Sporichthya. 
270742 Bacteria_16S 2969072 2969155 17 99 gi 
phosphovorus strain NM-1 16S ribosomal RNA, partial seque 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Microlunatus. 

270742 Bacteria_16S 2970600 2970683 17 99 gi 
antarctica strain AA-1042 16S ribosomal RNA, partial sequ 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Ac 
Nocardioidaceae; Friedmanniella. 

270742 Bacteria_16S 2981310 2981393 17 99 gi 
thermovulgaris strain R10 16S ribosomal RNA, partial sequ 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 2985893 2985976 17 
strain 10.268-1 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
270742 Bacteria_16S 3007250 3007333 17 99 gi 
strain 801 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
270742 Bacteria_16S 3013220 3013303 17 99 gi 
aurantiacus strain BC361 16S ribosomal RNA, partial seque 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; Marmoricola. 

270742 Bacteria_16S 3040529 3040612 17 
strain HKI 0136 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
270742 Bacteria_16S 3045096 3045179 17 99 gi 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequ 


2900811 2900894 17 99 


gi 


s 


99 gi 


99 gi 


faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Rarobacteraceae; Rarobacter. 
270742 Bacteria_16S 3046628 3046711 17 99 gi|219846891|ref|NR_026483.1 


hortensis strain HKI 0125 16S ribosomal RNA, partial sequ 
hortensis Bacteria; 


Intrasporangiaceae; Ornithinicoccus. 


equence 
e; 


219856857 


e 
es; 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 


equence 


Actinomycetales; 


219846945 


nce 


219846944 


ence 


219846936 


ence 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 


Actinomycetales; 


occineae; Microbacteriaceae; 
219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
occineae; 
219856827 


; Actinomycetales; 


bacterineae; 
219846919 
3005987 30074 
occineae; 


2896542 2897985 Mycetocola 
Micrococcineae; 


ref|NR_024676.1| Micropruina 
2898036 2899473 Micropruina glycogenica 
Propionibacterineae; Nocardioidaceae; 


ref|NR_024675.1| Zimmermannella bifida 
10 Zimmermannella bifida Bacteria; 
Pseudoclavibacter. 
ref|NR_024673.1| Zimmermannella alba 
77 Zimmermannella alba Bacteria; 
Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024646.1| Sporichthya 

2943614 2945079 Sporichthya 
Frankineae; Sporichthyaceae; 


ref |NR_026537.1 
2967820 296928 


Microlunatus 
7 Microlunatus 


Actinomycetales; Propionibacterineae; 


Friedmanniella 
0 Friedmanniella 


ref|NR_026536.1 
2969338 297081 


tinomycetales; Propionibacterineae; 


ref|NR_026528.1| Streptomyces 
2980041 2981526 Streptomyces 
Streptomycineae; 


ref|NR_026525.1| Nocardia flavorosea 

05 Nocardia flavorosea Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 
Microbacteriaceae; Frigoribacterium. 


219846915 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 


nce 


ence 


ence 


ref 


ref 


bacterineae; 


219846892 |ref 


3011945 30134 


3043846 30453 


3045360 30468 


NR_026507.1 


NR_026488.1 


Marmoricola 


41 Marmoricola 


Actinomycetales; Propionibacterineae; 


Gordonia. 
Rarobacter 
09 Rarobacter 
occineae; 


Ornithinicoccus 
51 Ornithinicoccus 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 
Gordoniaceae; 
NR_026484.1 


270742 Bacteria_16S 


strain TA68 16S r 


strain TAGA27 16S 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


270742 Bacteria_16S 


strain F98.3HR69 


hydroxybenzoicum 
hydroxybenzoicum 


270742 Bacteria_16S 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


270742 Bacteria_16S 


strain GY-1 16S r 


Deinococcus-Thermus; 
270742 Bacteria_16S 


strain DSM 44267 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


270742 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


270742 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


270742 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


270742 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


270742 Bacteria_16S 


strain DSM 11140 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


270742 Bacteria_16S 


strain DSM 43678 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_1 


strain DSM 43311 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Microtetraspora. 
270742 Bacteria_16S 3253633 3253716 17 99 gi 


strain DSM 43764 


3093304 3093387 17 99 
ibosomal RNA, partial sequence 


gi 


3094821 3094904 17 99 
ribosomal RNA, partial sequence 


gi 


3097950 3098033 17 99 gi 
MMZ 2439 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 


3099403 3099486 17 99 gi 


3111304 3111371 32 99 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3120472 3120555 17 99 gi 
MMZ 2415 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3139803 3139886 17 99 
ibosomal RNA, partial sequence 
Deinococci; Thermales; 

3153504 3153587 17 


gi 


Thermaceae; 
99 gi 


3176378 3176461 17 99 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3206792 3206875 17 99 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3208316 3208399 17 99 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3214291 3214374 17 99 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3215813 3215896 17 99 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
3226414 3226497 17 


99 gi 


3237091 3237174 17 99 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3250635 3250718 17 
16S ribosomal RNA, 


, 
99 gi 
Stre 
6S 3252135 3252218 17 gi 
16S ribosomal RNA, 


99 


16S ribosomal RNA, 


oc 


oc 


qu 
ti 


oc 


eq 
tr 


qu 
ti 


M 


oc 


Ss 


ce 
al 


ia 
e; 


ti 
da 


al 


oc 


et 
e; 


pt 


pt 


219846860 
3092041 30935 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270742 Bacteria_16S 219846859 
3093562 30950 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_16S 219846857 


219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_16S 219846848 


219846842 


219846829 
3138565 31400 


219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_16S 219846804 


Actinomyc 


219846784 


219846783 


219846778 


219846777 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_16S 219846763 


219846754 
partial sequence 3249381 32508 


219846753 
partial sequence 3250880 32523 


219846752 
partial sequence 3252379 32538 


ref 
occineae; Mi 
ref 
> Mi 
ref 


occineae 


ence 
nomycetales; 


ref 
> Mi 
ref 

3 
Pep 
ref 

3 
les; 


occineae 


uence 
idiales; 


ence 
nomyceta 


ref 


eiothermus. 
ref 
; In 
ref 


occineae 


w 


equence 
etal 


ref 
32055 
es; Coryneba 
ref 
1 sequen 


Actinomycet 


ref 
nce 
omyc 


al seque 
e; Actin 


ref 
32145 
Cory 


es; neba 


ref 


occineae; In 
ref 
e sequen 


Actinomycet 
ref 


inea 
ref 


osporang 


osporanginea 


ref 


3096668 30980 


44 Arthrobacter 


110031 31114 


119211 31205 


175122 31765 


25 3207001 Coryn 


ce 3207052 32085 


49 3216020 Coryn 


ce 3235806 32373 


26 Actinomadura 


NR_026452.1 


crococcaceai 
NR_026451.1 


crococcaceae 

NR_026449.1 
7 
Corynebacte 
NR_026448.1 


crococcaceae 

NR_026440.1 
6 
tococcaceae; 

NR_026434.1 
9 
Corynebacte 


NR_026421.1 


NR_026412.1 


trasporangia 
NR_026396.1 
8 
es; Coryneba 
NR_026376.1 
e 
cterineae; C 
NR_026375.1 
1 
ales; Coryne 
NR_026370.1 

321302 
etales; Cory 


NR_026369.1 
e 
cterineae; C 
NR_026362.1 


trasporangia 
NR_026355.1 
2 
t 


ales; Strep 


NR_026346.1 


e; Streptosp 
NR_026345.1 
Streptos 


e; Pp 


NR_026344.1 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
e: 


Kocuria. 
Kocuria palustris 


v 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Corynebacterium 
1 Corynebacterium 
rineae; 


Arthrobacter rhombi 


rhombi Bacteria; 


v 


Arthrobacter. 
Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Corynebacterium 
3 Corynebacterium 
rineae; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Corynebacterium 

0 Corynebacterium 

cterineae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Streptomyces 

0 Streptomyces 

omycineae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

270742 Bacteria_16S 3255130 3255213 17 99 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

270742 Bacteria_16S 3256639 3256722 17 99 gi|219846750|ref|NR_026342.1| Nocardiopsis 


lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 


lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


Nocardiopsis. 


3255372 3256832 Nocardiopsis 
Streptosporangineae; 


270742 Bacteria_16S 


strain DSM 40297 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 


strain DSM 43377 


Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


270742 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


strain B 16S ribo 
Clostridia; Clost 


270742 Bacteria_16S 


strain DSM 44140 


3258152 3258235 17 99 gi 
Stre 
3259664 3259747 17 99 gi 
Stre 
3261174 3261257 17 99 gi 
p- albirubida strain DSM 40465 16S rib 
Streptosporangineae; Nocardiopsaceae; 

3302188 3302286 1 99 gi 


ridiales; Blautia. 


3321938 332202117 99 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


270742 Bacteria_16S 


strain DSM 43040 


3331089 3331172 17 99 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_16S 


strain DSM 43039 


3332617 3332700 17 99 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


270742 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


270742 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


270742 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


270742 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


270742 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


270742 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
270742 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


270742 Bacteria_16S 


strain M17C 16S r 


3355417 3355500 17 99 gi 
rain CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 

3358540 3358623 17 99 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3360104 3360187 17 99 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3367761 3367844 17 99 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3369259 3369342 17 99 gi 
DSM 44127 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Streptosporangium. 

3370757 3370840 17 99 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3372254 3372337 17 99 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
3375293 3375360 32 99 gi 
ridia; Halanaerobiales; Halobacteroida 
3378342 3378425 17 99 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


270742 Bacteria_1 


strain DSM 43852 


3381411 3381494 17 99 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
6S 3397951 3398034 17 99 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_1 


strain DSM 20119 


6S 3402539 3402622 17 99 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_1 


strain DSM 20138 


6S 3404077 3404160 17 99 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_16S 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 


3405607 3405690 17 99 gi 


219846749 


16S ribosomal RNA, partial sequence 3256883 32583 


ptosporang 
219846748 


16S ribosomal RNA, partial sequence 3258396 32598 


ptosporang 
219846747 
Os 


Nocardiops 
219846720 


219846705 


16S ribosomal RNA, partial sequence 3320684 33221 


nebacterin 
219846698 


16S ribosomal RNA, partial sequence 3329815 33312 


omonospori 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 


omonospori 
219846680 
ete sequen 
ae; Actino: 


, 


219846678 
1 sequence 
e; 
219846677 


sequence 
Actinomy 


’ 


219846672 
sequence 
Actinomyc 


219846671 
sequence 
Actinomyce 


219846670 
uence 
inomycetal 


219846669 
nce 33709 


ales; Stre 


219846667 


6S ribosomal RNA, partial sequence 3374001 33754 


ceae; Oren 
219846664 


3377063 33785 


ococcineae 
219846662 
33801 
ales; Cory 
219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


ococcineae 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846642 


omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycet 


ref |NR_026341.1 
45 Nocardiopsis listeri Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_026340.1| Nocardiopsis alba 
56 Nocardiopsis alba Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_026339.1| Nocardiopsis 

partial sequence 3259907 3261367 


Nocardiopsis listeri 


is. 
ref 
ias 


Blautia schinkii 
eria; Firmicutes; 


NR_026312.1 
chinkii Bact 


ref|NR_026297.1| Gordonia hirsuta 
44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026272.1| Brachybacterium 

ce 3354134 3355645 Brachybacterium 
mycetales; Micrococcineae; 


ref |NR_026270.1 
3357257 335877 
ales; Microc 


Brachybacterium 
0 Brachybacterium 
occineae; 


NR_026269.1 
3358821 336033 
les; Microco 


Brachybacterium 
2 Brachybacterium 
ccineae; 


NR_026264.1 
3366504 336795 
etales; Streptos 


Streptosporangium 
3 Streptosporangium 
porangineae; 


NR_026263.1 
3368004 336944 
tales; Streptosp 


Streptosporangium 
8 Streptosporangium 
orangineae; 


NR_026262.1 
3369499 337094 
es; Streptospora 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


ref |NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


ref|NR_026259.1| Orenia marismortui 
76 Orenia marismortui Bacteria; 

ia. 
ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 

; Dermacoccaceae; Kytococcus. 
ref|NR_026254.1| Gordonia hydrophobica 
49 3381618 Gordonia hydrophobica 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_026236.1] Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026235.1| Arthrobacter ilicis 

85 Arthrobacter ilicis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

3404336 3405815 Arthrobacter 


v 


, 


’ 


histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


270742 Bacteria_16S 


strain DSM 20116 
Actinobacteria; A 


270742 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


270742 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


270742 Bacteria_16S 
16S ribosomal RNA, partial sequence 3453662 34551 


strain DSM 20032 
Actinobacteria; A 


270742 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


270742 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


270742 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


270742 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


270742 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


270742 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


270742 Bacteria_16S 


crystallopoietes 
crystallopoietes 
Micrococcaceae; A 


270742 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


270742 Bacteria_16S 


strain 6843 DSM 1 
Actinobacteria; A 


270742 Bacteria_16S 


strain DSM 3133 1 
Actinobacteria; A 


270742 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


270742 Bacteria_16S 


strain ATCC 51856 
Actinobacteria; A 


270742 Bacteria_16S 


strain DSM 43045 
Actinobacteria; A 


270742 Bacteria_16S 


strain DSM 7485 1 
Actinobacteria; A 


270742 Bacteria_16S 


strain DSM 7486 1 
Actinobacteria; A 


270742 Bacteria_16S 


strain DSM 20542 
Actinobacteria; A 


270742 Bacteria_16S 


3407134 3407217 17 99 gi 


ctinobacteridae; Actinomycetales; Micr 
3459497 3459580 17 99 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3461017 3461100 17 99 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

3462539 3462622 17 


oc 


al 
e; 


te 
ae 
99 gi 
ctinobacteridae; Actinomycetales; Micr 
3464061 3464144 17 99 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


rthrobacter. 
3465585 3465668 17 


oc 


ti 
da 
99 gi 
ctinobacteridae; Actinomycetales; Micr 
3467107 3467190 17 99 gi 


DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


oc 


se 
Ac 


3468629 3468712 17 99 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

3471675 3471758 17 99 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


rt 
id 


s 
A 
3479318 3479401 17 99 gi 
ctinobacteridae; Actinomycetales; Acti 
3488394 3488477 17 99 gi 


no 


ctinobacteridae; Actinomycetales; Microc 
3491464 3491547 17 99 gi 
DSM 40221 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 

3498973 3499056 17 99 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3504892 3504975 17 99 gi 


se 
Ac 


v 


no 


ctinobacteridae; Actinomycetales; Micr 
3514026 3514109 17 99 gi 
6S ribos 
ctinobacteridae; Actinomycetales; Micr 
3515550 3515633 17 99 gi 
6S ribos 
ctinobacteridae; Actinomycetales; Micr 
3517069 3517152 17 99 gi 
16S ribo 
ctinobacteridae; Actinomycetales; Micr 
3518591 3518674 17 99 gi 


oc 


oc 


oc 


oc 


2198465 
omal RNA, partial sequence 3514284 35157 


2198465 
somal RNA, partial sequence 3515805 35172 


2198465 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 


ctinobacteridae; Actinomycetales; Micrococcineae 

3435244 3435327 17 99 gi|219846620 
CC 29592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 
e; Corynebacterium. 

3450289 3450372 17 99 gi|219846610 
16S ribosomal RNA, complete sequence 34490 
acteria; Actinobacteridae; Actinomycetales; Stre 

3454945 3455028 17 99 gi| 219846607 


occineae 


219846603 


sequenc 


219846602 


sequenc 
Actino: 


v 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


occineae 


219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
occineae; 
219846598 


quence 
tinomyce 


219846597 


ial sequ 
ae; Acti 


219846595 


equence 
ctinomyc 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 


mycineae 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 


occineae 


219846582 


quence 
tinomyce 


219846577 


34976 
mycineae 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 


occineae 


219846567 
omal RNA, partial sequence 3512760 35142 


occineae 


66 


occineae 
65 


occineae 
64 


Actinomycet 


ref|NR_026233.1 


; Micrococcaceae 
ref|NR_026212.1 

3433993 343537 
es; Corynebacter 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref|NR_026199.1 


; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
3 Micrococcacea 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


’ 


ref|NR_026187.1 
3470399 347186 
etales; Micrococ 


ref |NR_026182.1 


; Ac 
ref 


tinomycetace 
NR_026176.1 
; Cellulomonadac 
ref|NR_026174.1 

3490176 349169 
tales; Streptomy 


ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026165.1 
; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 
¢ Mi 
ref 


crobacteriac 
NR_026156.1 


Arthrobacter aurescens 


45 Arthrobacter aurescens Bacteria; 


; Arthrobacter. 


Corynebacterium 
3 Corynebacterium 
ineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


v 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter 
2 Arthrobacter 


cineae; Micrococcaceae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Streptomyces 

3 Streptomyces 

cineae; 


Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


270742 Bacteria_16S 3524738 3524793 45 99 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

270742 Bacteria_16S 3608772 3608855 17 99 gi|219846500|ref|NR_026092.1| Mycobacterium 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

270742 Bacteria_16S 3623485 3623568 17 99 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

270742 Bacteria_16S 3638820 3638903 17 99 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 3640372 3640455 17 99 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 3702677 3702760 17 99 gi|219846435|ref|NR_026026.1| Gelidibacter algens 
strain C8ST5 16S ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter algens Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

270742 Bacteria_16S 3725267 3725350 17 99 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

270742 Bacteria_16S 3726728 3726811 17 99 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

270742 Bacteria_16S 3728180 3728263 17 99 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

270742 Bacteria_16S 3731092 3731175 17 99 gi|219846414|ref|NR_026005.1| Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 

270742 Bacteria_16S 3732548 3732631 17 99 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

270742 Bacteria_16S 3734010 3734093 17 99 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

270742 Bacteria_16S 3735476 3735559 17 99 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

270742 Bacteria_16S 3736934 3737017 17 99 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
270742 Bacteria_16S 3738395 3738478 17 99 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 3738577 Nonomuraea recticatena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
270742 Bacteria_16S 3739860 3739943 17 99 gi|219846408|ref|NR_025999.1| Nonomuraea polychroma 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 3740040 Nonomuraea polychroma Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
270742 Bacteria_16S 3741324 3741407 17 99 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

270742 Bacteria_16S 3742787 3742870 17 99 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

270742 Bacteria_16S 3744251 3744334 17 99 gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea 


strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosp 


orangiaceae ; Nonomuraea. 


270742 Bacteria_16S 
strain 104 


3745717 3745800 17 


270742 Bacteria_16S 3747175 3747258 17 


strain IFO 13155 


270742 Bacteria_16S 
strain IFO 14745 


3748638 3748721 17 


270742 Bacteria_16S 3769696 3769779 17 


99 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


99 


99 


99 


gi|2198464 


3744485 37458 
Streptosporangineae; 
gi| 219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
gi|219846402 
16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
gi| 219846385 
michiganensis subspecies tessellarius strain 78181 16S ribosomal 


04|ref|NR_025995.1 


ref |NR_025994.1 


ref|NR_025993.1 


ref|NR_025976.1 
RNA, 


partial sequence 


Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


270742 Bacteria_16S 3815150 3815233 17 


Micrococcineae; Microbacteriaceae; 


99 


Clavibacter. 
gi| 219846353 


salegens strain DSM 5424 16S ribosomal RNA, partial sequence 


salegens Bacteria; Bacteroidetes; 
270742 Bacteria_16S 3902055 3902138 17 
strain IFO 15474 


Herbidospora. 
270742 Bacteria_16S 
strain ATCC 19812 


3920082 3920165 17 
16S ribosomal RNA, 


270742 Bacteria_16S 
strain ATCC 25495 


3921663 3921746 17 
16S ribosomal RNA, 


Streptomyces. 


270742 Bacteria_16S 3924825 3924908 17 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
270742 Bacteria_16S 


Streptomyces. 
3926406 3926489 17 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 


Flavobacteria; 


99 


99 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


99 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


99 


99 


Streptosporangineae; 


gi|219846281 
3918787 3920316 Streptomyces tendae Bacteria; 
Streptomycineae; Streptomycetaceae; 
gi| 219846280 
3920367 3921897 Streptomyces sampsonii 
ptomycineae; Streptomycetaceae; 


gi|219846278|ref|NR_025868.1 
complete sequence 
Actinomycetales; 


gi| 219846277 
complete 


diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
270742 Bacteria_16S 


Streptomyces. 
3982524 3982607 17 


Bacteroidetes; Flavobacteria; 
270742 Bacteria_16S 3986994 3987077 17 


Bacteroidetes; Flavobacteria; 
270742 Bacteria_16S 3989949 3990032 17 


Bacteroidetes; Flavobacteria; 
270742 Bacteria_16S 3992936 3993019 17 


mishustinae Bacteria; 
270742 Bacteria_16S 
strain CM2104 16S 


Bacteroidetes; 
4012385 4012468 17 
ribosomal RNA, 


270742 Bacteria_16S 4013924 4014007 17 


99 


99 


99 


99 


99 


partial sequence 


99 


gi| 219846237 
strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 39826 
Flavobacteriales; 


Flavobacteriales; 
gi|219846215 


4011119 401 


strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 401 


Bacteroidetes; Flavobacteria; 


270742 Bacteria_16S 4015404 4015487 17 


Flavobacteriales; 


99 


epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 


epiphytica Bacteria; 
270742 Bacteria_16S 


Bacteroidetes; 
4016883 4016966 17 


Flavobacteria; 


99 


Flavobacteriales; 
gi|219846212 


thalassocola strain KMM 3907 16S ribosomal RNA, partial sequenc 


thalassocola Bacteria; 
Winogradskyella. 
270742 Bacteria_16S 


Bacteroidetes; 


4024492 4024575 17 


99 


strain 20-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcine 


270742 Bacteria_16S 4033686 4033769 17 


99 


Flavobacteria; Flavobacteriales; 


gi|219846207 


4023267 402 


gi|219846201 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 


403 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Gl 


270742 Bacteria_16S 4050335 4050418 17 


strain JC2056 16S 


99 


ribosomal RNA, partial sequence 


gi|219846187 


4049074 405 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibact 


270742 Bacteria_16S 4051759 4051842 17 


99 


gi| 219846186 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; Nocardioides. 


Stre 


ref|NR_025944.1 


ref |NR_025884.1 


ref|NR_025871.1 


ref|NR_025870.1 


392352 


ref|NR_025867.1 
sequence 392511 
Actinomycetales; 


ref |NR_025827.1 


ref |NR_025824.1 


ref |NR_025822.1 


ref|NR_025820.1 

3991660 399309 
Flavobacter 
ref|NR_025805.1 


ref |NR_025804.1 


ref|NR_025803.1 

4014130 401555 
Flavobacteri 
ref|NR_025802.1 
e 4015607 401703 
Flavobacte 


ref|NR_025797.1 


Salegentibacter 


3813879 3815349 Salegentibacter 
Flavobacteriales; Flavobacteriaceae; 
gi| 219846294 
16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Salegentibacter. 
Herbidospora cretacea 


Streptosporangiaceae; 


Streptomyces tendae 


Streptomyces. 
Streptomyces sampsonii 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 
Flavobacteriaceae; Bizionia. 
gi| 219846234 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 39871 
Flavobacteriales; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 
Flavobacteriaceae; Gramella. 
gi| 219846232 
strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 39901 
Flavobacteriales; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 
Flavobacteriaceae; Gillisia. 
gi| 219846230 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 

Flavobacteria; 


Salegentibacter 

7 Salegentibacter 
iaceae; Salegentibacter. 
Janibacter melonis 


2597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; 
gi|219846214 


Janibacter. 
Winogradskyella eximia 


4079 Winogradskyella eximia Bacteria; 
Flavobacteriaceae; Winogradskyell 
gi| 219846213 


a. 
Winodgradskyella 

6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 
riaceae; 


Agromyces salentinus 


4647 Agromyces salentinus Bacteria; 


ae; Microbacteriac 
ref|NR_025791.1 


eae; Agromyces. 
Glycomyces arizonensis 


2401 4033899 Glycomyces arizonensis 


ycomycineae; Glyco 
ref|NR_025777.1 
0453 Nocardioides 
erineae; Nocardioi 
ref|NR_025776.1 

4050504 405187 


mycetaceae; Glycomyces. 
Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 
7 Nocardioides 


270742 Bacteria_16S 
strain JC1078 16S 


4054726 4054809 17 99 
ribosomal RNA, partial sequence 


270742 Bacteria_16S 4059255 4059338 17 99 


gi|219846184 


4053509 4054929 Serinicoccus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219846181 


Serinicoccus marinus 
marinus Bacteria; 
Intrasporangiaceae; Serinicoccus. 
ref|NR_025771.1| Citricoccus 


ref|NR_025774.1 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Citricoccus. 

270742 Bacteria_16S 4062233 4062316 17 
strain YIM 90010 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 4075856 4075939 17 99 
strain AS 4.1860 


99 


270742 Bacteria_16S 4078970 4079037 32 99 
phenolicus strain LR7.2 16S ribosomal RNA, 
phenolicus Bacteria; Firmicutes; Clostridia; 
270742 Bacteria_16S 4110581 4110664 17 99 
strain HD9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 4112147 4112230 17 99 
strain DSA1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 4125861 4125944 17 99 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Ko 


Actinobacteridae; 
270742 Bacteria_16S 4127349 4127432 17 99 
strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
270742 Bacteria_16S 4162909 4162992 17 99 


16S ribosomal RNA, partial sequence 4060988 40 
16S ribosomal RNA, partial sequence 4074613 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


complete sequence 
Clostridiales; 


gi|219846178 


gi| 219846169 
gi|219846167 


gi|219846145 


Actinomycetales; 


62436 Nocardiopsis 
Streptosporangineae; 


Peptococcaceae; 


Micrococcineae; 
ref Nocardiopsis salina 
salina Bacteria; 

Nocardiopsaceae; Nocardiopsis. 
NR_025759.1| Nocardia xishanensis 


NR_025768.1 


ref 


76023 Nocardia xishanensis Bacteria; 


Nocardiaceae; Nocardia. 

ref|NR_025757.1] Cryptanaerobacter 
4077655 4079183 Cryptanaerobacter 

Cryptanaerobacter. 


ref|NR_025735.1| Kribbella jejuensis 


4109294 4110810 Kribbella jejuensis Bacteria; 


Propionibacterineae; 


gi|219846144 


Nocardioidaceae; Kribbella. 


ref|NR_025734.1| Kribbella solani 


4110861 4112376 Kribbella solani Bacteria; 


Propionibacterineae; 


gi| 219846133 


gi|219846132 


4126077 4127564 Streptomyces 
Streptomycineae; Streptomycetaceae; 


gi| 219846106 


Nocardioidaceae; Kribbella. 


ref|NR_025723.1| Kocuria marina strain 


curia marina Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; 


Kocuria. 
ref|NR_025722.1| Streptomyces africanus 
africanus Bacteria; 


Streptomyces. 


strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; 
270742 Bacteria_16S 4205363 4205446 17 99 


Flavobacteriaceae; 


gi|219846072 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 


270742 Bacteria_16S 4217580 4217663 17 99 


gi| 219846063 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 


270742 Bacteria_16S 4219063 4219146 17 99 


gi| 219846062 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
4244739 4244822 17 99 
ribosomal RNA, partial sequence 


Thermomonosporaceae; 
270742 Bacteria_16S 
strain C3H-21 16S 


270742 Bacteria_16S 
strain SE-32A-C8 


4362 4444 17 99 


270742 Bacteria_16S 14758 14840 17 99 gi 
subsp. tularensis strain B-38 16S ribosomal RNA, partia 
subsp. tularensis Bacteria; Proteobacteria; 


Francisella. 


270742 Bacteria_16S 37579 37661 17 99 


guttiformis strain Ekho Lake-38 16S ribosomal RNA, part 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 


270742 Bacteria_16S 96571 96653 17 99 


16S ribosomal RNA, partial sequence 3080 
Proteobacteria; Gammaproteobacteria; Legionellales; Leg 


gi|219722939 


4243475 42448 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


265679061 
4533 


gi 


265679054 


gi| 265679039 


aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 


aespoeensis Bacteria; 
Desulfovibrio. 
270742 Bacteria_16S 


Proteobacteria; 


233953 234035 17 99 


Deltaproteobacteria; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ococcineae; 
ionellaceae; Legionella. 
1 sequence 


Gammaproteobacteria; 


ial sequence 36384 


ref|NR_025696.1| Algibacter lectus 
Algibacter. 
ref|NR_025662.1| Streptomyces 


4204078 4205565 Streptomyces 
Streptomycineae; 


ref|NR_025653.1| Nocardiopsis 
4216320 4217772 Nocardiopsis 
Streptosporangineae; 


ref|NR_025652.1| Actinomadura 
4217823 4219291 Actinomadura 
Streptosporangineae; 


ref|NR_024571.1| Brachybacterium muris 
83 Brachybacterium muris Bacteria; 
Dermabacteraceae; Brachybacterium. 
ref |NR_029369.1| Legionella erythra 
Legionella erythra Bacteria; 


ref|NR_029362.1| Francisella tularensis 
13461 14981 Francisella tularensis 
Thiotrichales; Francisellaceae; 


Sulfitobacter 
Sulfitobacter 


ref |NR_029347.1 


37736 


Rhodobacterales; Rhodobacteraceae; 
gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
95265 96764 Desulfovibrio 
Desulfovibrionales; Desulfovibrionaceae; 
gi| 265678907 |ref|NR_029215.1| Rhodobacter 
232719 234184 Rhodobacter 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 


sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodobacter. 
270742 Bacteria_16S 
aerodenitrificans 
aerodenitrificans 
Microvirgula. 

270742 Bacteria_16S 


249570 249652 17 99 


Bacteria; Proteobacteria; 


259980 260062 17 99 


lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 


strain Sgly2 16S ribosomal RNA, parti 
Betaproteob 


gi| 265678896 


gi| 265678889 


Rhodobacterales; 


al sequenc 
acteria; Neisseriales; Neisseriaceae; 


Rhodobacteraceae; 


ref|NR_029204.1 
e 248268 249768 


Microvirgula 
Microvirgula 


ref|NR_029197.1| Ruegeria 


258782 260120 Ruegeria 


lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Ruegeria. 


270742 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


270742 Bacteria_16S 
tans strain 277/49-50(8) 16S ribosomal 


actinomycetemcomi 


279571 279669 2 99 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

293326 293408 17 99 gi 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


270742 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


270742 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


270742 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


270742 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


270742 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


270742 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


270742 Bacteria_16S 


strain SL24 16S r 
Thermotogae; Ther 


270742 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


265678874 


265678865 


27832 


RNA, part 
Proteobacteria; Gammaproteobacteria; 


ref|NR_029180.1 
1 279763 Mycopl 


ref 
ial 


NR_029171.1 
sequence 


Mycoplasma gateae 
asma gateae Bacteria; 


Aggregatibacter 
292013 293496 


asteurellaceae; Aggregatibacter. 

340748 340829 18 99 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
bacillales; Lactobacillaceae; Pediococcus. 

358394 358476 17 99 gi| 265678816 |ref|NR_029121.1| Loktanella 
ain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

451965 452035 30 99 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 

ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
motogales; Thermotogaceae; Petrotoga. 

504089 504171 17 99 gi|265678716|ref|NR_029021.1]| Loktanella 
ain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

549837 549895 41 99 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

572683 572765 17 99 gi|265678671|ref|NR_028976.1| Jannaschia 
rain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
cteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

614967 615037 30 99 gi|265678642|ref|NR_028947.1| Petrotoga olearia 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
643962 644020 41 
RNA, partial sequence 
ridiales; Veillonellaceae; 


Petrotoga. 
99 gi 


Sporomusa. 


270742 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


270742 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


270742 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


strain AB1110 16S 
Proteobacteria; G 


270742 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


270742 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


270742 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


270742 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


270742 Bacteria_16S 


strain LMG 18819 
Proteobacteria; B 
strain LMG 18106 
Proteobacteria; B 
strain LMG 16407 


Proteobacteria; B 


692304 692386 17 99 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; 
704260 704342 17 


99 gi 


734593 734675 17 99 gi 


752169 752251 17 99 
ribosomal RNA, partial sequence 


gi 


820830 820912 17 99 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
828523 828621 1 99 gi 


gi 


ridia; Clostridiales; Veillonellaceae; 
857277 857359 17 99 gi 
ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; 
866458 866556 2 99 gi 
ain PCE-M2 16S ribosomal RNA, partial 


teria; Proteobacteria; Epsilonproteoba 


893525 893607 17 99 gi 


895060 895142 17 99 gi 


896595 896677 17 99 gi 


901313 901395 17 99 gi 


Gammaproteobacter 


4270 16S ribosomal RNA, partial sequen 


acteria; Gammaproteobacteria; Chromati 


270742 Bacteria_16S 


-30 16S ribosomal RNA, partial sequenc 


Lactobaci 


613678 61515 


265678622 


642624 644123 Sporo 


265678588 
sequence 
ia; 


265678580 


6S ribosomal RNA, partial sequence 702960 70436 
ammaproteobacteria; Chromatiales; Chro 


matiaceae; 
265678559 
ce 

ales; 
265678545 


750969 75229 
ammaproteobacteria; Pseudomonadales; Moraxellace 


265678499 


819558 82101 
Enterobac 


265678494 
e 


265678474 
sequence 
llales; 
265678468 
sequence 
cteria; 


265678449 


16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Bu 
270742 Bacteria_16S 


265678448 


16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Bu 
270742 Bacteria_16S 


265678447 


16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Bu 
270742 Bacteria_16S 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 


265678444 


Entero 


73331 
Chro: 


82720 
Selenomon 


Le 


Ca 


rkholderia 


rkholderia 


rkholderia 


ref 
musa 


NR_028927.1 
ovata Bacte 


ref |NR_028893.1 
691014 692520 
bacteriales; Ent 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028802.1 


teriaceae; Kluyv 
ref |NR_028797.1 
9 828732 Seleno 
as. 
ref |NR_028777.1 

855982 857475 
uconostoc. 
ref|NR_028771.1 

865186 866674 
mpylobacterales; 


ref|NR_028751.1 


; Pandoraea 
NR_028750.1 


ceae 
ref 


; Pandoraea 
NR_028749.1 


ceae 
ref 


ceae; Pandoraea 


2 Petrotoga olearia Bacteria; 


Sporomusa ovata strain 
ria; Firmicutes; 


Buttiauxella 
Buttiauxella 


erobacteriaceae; 


Lamprocystis purpurea 


purpurea Bacteria; 


Thiohalocapsa 

locapsa halophila 
alocapsa. 
Acinetobacter towneri 
towneri Bacteria; 

r. 

Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 
Selenomonas infelix 
monas infelix Bacteria; 


Leuconostoc 
Leuconostoc 


Sulfurospirillum 
Sulfurospirillum 


Campy lobacteraceae; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


ref|NR_028746.1 


Thioalkalimicrobium 


900013 901506 Thioalkalimicrobium sibiricum 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


270742 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


270742 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


270742 Bacteria_16S 


strain DSS-3 16S 


barnesii strain S 
Bacteria; Proteob 


270742 Bacteria_16S 


subsp. socranskii 
socranskii subsp. 


270742 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


270742 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


270742 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


270742 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


270742 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; B 


270742 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


270742 Bacteria_16S 


subsp. paredis st 
socranskii subsp. 


270742 Bacteria_16S 


subsp. buccale st 
socranskii subsp. 


270742 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


270742 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


270742 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


270742 Bacteria_16S 


Och 149 16S ribos 


antarcticus strai 
Bacteria; Proteob 


270742 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


270742 Bacteria_16S 


HEL-45 16S riboso 
Proteobacteria; A 


270742 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


270742 Bacteria_16S 


904358 904440 17 99 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
929120 929202 17 99 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930603 930685 17 99 gi 
ribosomal RNA, partial sequence 


981364 981462 2 99 
ES-3 16S ribosomal RNA, partial 
acteria; Epsilonproteobacteria; 
984506 984588 17 99 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
1000097 1000179 17 99 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1051914 1051996 17 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1054827 1054925 2 99 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


gi 
sequen 
Campyl 


gi 


1169531 1169628 2 99 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1180202 1180284 17 99 gi 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1207467 1207549 17 99 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1252578 1252660 17 99 gi 
rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; Spirochaetes; Spiro 
1254105 1254187 17 99 gi 
rain ATCC 35534 16S ribosomal RNA, par 
buccale Bacteria; Spirochaetes; Spiro 
1260123 12602211 99 gi 


19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1270864 1270922 41 99 gi 


n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


1335958 1336028 30 99 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
1352717 1352799 17 

omal RNA, partial sequence 


gi 


Petrotoga. 
99 gi 


1363185 1363267 17 99 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1369314 1369372 41 99 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1370787 1370869 17 99 gi 


acteria; Alphaproteobacteria; Rhodobac 
1379897 1379979 17 99 gi 
mal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1432819 1432901 17 99 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 


6S ribosomal RNA, partial sequence 1369567 


265678442 
e 90307 
lales; Leg 
265678426 
nce 92790 
terales; 
265678425 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
270742 Bacteria_16S 


hodobacter 
265678390 
ce 98009 
obacterale 
265678388 
artial seq 
irochaetal 
265678378 
ce 99880 
hales; Pis 
265678343 

10506 
irillales; 
265678341 
uence 
teria; 


228719827 
ce 11682 
taceae; Sp 
228717704 


1178919 1180416 Nitro 


itrosomona 
228715354 
12061 
richales; 
219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
219846811 
ence 12588 
occales; D 
219846400 
sequence 
ia; Desulf 


228721489 


1334683 13361 


228720499 


1351515 1352883 Roseo 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
270742 Bacteria_16S 


hodobacter 
228719132 
nce 13619 
terales; R 
228718692 
ence 13679 
ibrio 
228718299 
13709 
terales; R 
228717469 


1378686 1380064 Ocean 


hodobacter 
224581434 
ence 14315 
eptospiril 
224581424 


1445108 1445190 17 99 gi 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Thalassobacter. 


R 


Campylo 


nales; 


ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 
3 Ruegeria pomeroyi Bacteria; 
aceae; Ruegeria. 
ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref |NR_028690.1 
uence 983192 
es; Spirochaetac 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae; 
ref|NR_028645.1| Marinospirillum 
31 1052062 Marinospirillum insulare 
Marinospirillum. 
ref |NR_028643.1 
1053566 105500 
bacterales; 


Legionella gresilensis 
ella gresilensis 
ionella. 

Roseovarius 
arius nubinhibens 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Thiomicrospira 
crospira chilensis 
Thiomicrospira. 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027566.1| Nitrosomonas eutropha 
somonas eutropha C91 Bacteria; 
daceae; Nitrosomonas. 
ref|NR_027526.1| Catenibacterium 
79 1207663 Catenibacterium mitsuokai DSM 
Erysipelotrichaceae; Catenibacterium. 
ref|NR_024869.1| Treponema socranskii 
nce 1251289 1252767 Treponema 
Spirochaetaceae; Treponema. 
ref|NR_024868.1| Treponema socranskii 
nce 1252818 1254294 Treponema 
Spirochaetaceae; Treponema. 
ref|NR_026403.1| Deinococcus 
78 1260346 Deinococcus radiopugnans ATCC 
einococcaceae; Deinococcus. 
ref|NR_025991.1] Desulfonema 

1269526 1270965 Desulfonema 
obacterales; Desulfobacteraceae; 


Spirochaeta 
haeta smaragdinae DSM 


v 


, 


ref|NR_027612.1| Petrotoga mobilis 
55 Petrotoga mobilis SJ95 Bacteria; 


Roseobacter litoralis 

Och 149 Bacteria; 

er. 

Octadecabacter 

cabacter antarcticus 307 

Octadecabacter. 

Desulfovibrio 

ovibrio magneticus RS-1 

; Desulfovibrionaceae; Desulfovibrio. 

ref|NR_027572.1| Oceanicola granulosus 

84 Oceanicola granulosus HTCC2516 

hodobacteraceae; Oceanicola. 

ref|NR_027563.1| Oceanibulbus indolifex 

ibulbus indolifex HEL-45 Bacteria; 

aceae; Oceanibulbus. 

ref|NR_027216.1| Leptospirillum 

17 1433000 Leptospirillum ferrooxidans 

lum. 

ref|NR_027205.1] Thalassobacter 
1443876 1445340 Thalassobacter 


ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027575.1 
77 1369516 Desulf 


270742 Bacteria_16S 1567222 1567304 18 99 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

270742 Bacteria_16S 1611519 1611601 17 99 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

270742 Bacteria_16S 1612999 1613081 17 99 gi|219878468|ref|NR_025607.1| Loktanella 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

270742 Bacteria_16S 1709073 1709155 17 99 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

270742 Bacteria_16S 1712049 171213117 99 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 

270742 Bacteria_16S 1754745 1754827 17 99 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

270742 Bacteria_16S 1830620 1830702 17 99 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
270742 Bacteria_16S 1836673 1836755 17 99 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

270742 Bacteria_16S 1882522 1882580 41 99 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

270742 Bacteria_16S 1884098 1884156 41 99 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

270742 Bacteria_16S 1885678 1885736 41 99 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

270742 Bacteria_16S 1888744 1888826 17 99 gi|219878273|ref|NR_025412.1| Acinetobacter 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 1887472 1888937 Acinetobacter 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
270742 Bacteria_16S 1927987 1928077 9 99 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

270742 Bacteria_16S 1967535 1967617 17 99 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

270742 Bacteria_16S 1990585 1990667 17 99 gi|219878202|ref|NR_025341.1| Serratia 
proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Serratia. 

270742 Bacteria_16S 1992133 1992215 17 99 gi|219878201|ref|NR_025340.1| Serratia grimesii 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

270742 Bacteria_16S 1993676 1993758 17 99 gi|219878200|ref|NR_025339.1| Serratia fonticola 
strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

270742 Bacteria_16S 2004445 2004527 17 99 gi|219878193|ref|NR_025332.1| Budvicia aquatica 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

270742 Bacteria_16S 2005989 2006071 17 99 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 
strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

270742 Bacteria_16S 2007535 2007617 17 99 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

270742 Bacteria_16S 2009079 2009161 17 99 gi|219878190|ref|NR_025329.1| Buttiauxella 
ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

270742 Bacteria_16S 2010638 2010720 17 99 gi|219878189|ref|NR_025328.1| Buttiauxella brennerae 


strain $1/6-571 16S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 


270742 Bacteria_16S 2025512 2025594 17 99 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

270742 Bacteria_16S 2027068 2027150 17 99 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

270742 Bacteria_16S 2062318 2062400 17 99 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
270742 Bacteria_16S 2177739 2177821 17 99 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 


strain IH003 16S 
Firmicutes; Lacto 


270742 Bacteria_16S 


strain K9951 16S 


Proteobacteria; G 


lagogenitalium st 
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strain CH 16S rib 
Tenericutes; Moll 
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hongkongensis Bac 


270742 Bacteria_16S 
ain 86FS1 16S ribosomal RNA, partial s 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


270742 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


strain 105 16S ri 
Tenericutes; Moll 


bacillales; Leuconostoc. 
2188319 2188401 17 


2203449 2203547 2 
rain 12MS 16S ribosomal 


2211002 2211100 2 


2230684 2230766 17 


teria; Proteobacteria; 


2256642 2256724 17 


teria; Proteobacteria; 


2264356 2264438 17 


2279688 2279786 2 


2282710 2282808 2 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
270742 Bacteria_16S 


cteria; Tenericutes; Mollicutes; Mycop 
270742 Bacteria_16S 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 
ain HKU1 16S ribosomal RNA, partial se 


n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
270742 Bacteria_16S 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 


2176454 21779 


99 gi| 219857607 


2187032 21885 
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99 gi| 219857597 |ref|NR_025185.1 
RNA, partial sequence 2202199 220366 
lasmataceae; Mycoplasma. 
99 gi|219857592|ref|NR_025180.1 


2209746 22112 


2278443 22799 


99 gi| 219857545 


ref|NR_025196.1 


ref |NR_025133.1 


phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 2281465 228293 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 2308354 2308436 17 99 gi|219857524|ref|NR_025112.1 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphag 
270742 Bacteria_16S 2338438 2338519 18 99 gi|219857503|ref|NR_025091.1 
strain BG29 16S ribosomal RNA, partial sequence 2337153 23386 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

270742 Bacteria_16S 2373390 2373488 2 99 gi|219857478|ref|NR_025066.1 


strain PG15 16S r 
Tenericutes; Moll 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


270742 Bacteria_16S 
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Firmicutes; Lacto 
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2417916 24194 
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ref |NR_025007.1 
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27 Leuconostoc inhae Bacteria; 
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Mycoplasma 
9 Mycoplasma 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


99 gi|219857579|ref|NR_025167.1| Laribacter 
quence 2229404 2230862 Laribacter 
Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
99 gi|219857562|ref|NR_025150.1| Desulfobulbus 
equence 2255320 2256776 Desulfobulbus 
Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
99 gi|219857557|ref|NR_025145.1| Alcanivorax 
ence 2263050 2264581 Alcanivorax venustensis 
irillales; Alcanivoracaceae; Alcanivorax. 
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08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 
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kullae Bacteria; 
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Leuconostoc gelidum 
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75 Leuconostoc kimchii Bacteria; 
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92 Laceyella putida Bacteria; 
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acillus mucosae 


Thioalkalimicrobium 
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Thioalkalimicrobium. 
Mycoplasma cloacale 


’ 


47 Mycoplasma cloacale Bacteria; 


NR_024984.1 


Mycoplasma falconis 


2479798 2481265 Mycoplasma falconis Bacteria; 


270742 Bacteria_16S 2482555 2482653 2 99 gi| 219857395 
strain DC333 16S ribosomal RNA, partial sequence 2481316 24827 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 2487097 2487195 2 99 gi| 219857392 
strain PG13 16S ribosomal RNA, partial sequence 2485849 24873 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 2488610 2488708 2 99 gi| 219857391 
strain CH20247 16S ribosomal RNA, partial sequence 2487368 24888 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 2490123 2490221 2 99 gi| 219857390 
strain M432/72 16S ribosomal RNA, partial sequence 2488881 24903 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 2491634 2491732 2 99 gi| 219857389 
strain 1219 16S ribosomal RNA, partial sequence 2490394 24918 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 2503715 2503797 17 99 gi 
beliardensis strain Montbeliard Al 16S ribosomal RNA, p 
beliardensis Bacteria; Proteobacteria; Gammaproteobacte 
270742 Bacteria_16S 2562460 2562542 17 99 gi 
strain CIP 105259 16S ribosomal RNA, partial sequence 
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NR_024977.1 
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Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Pseudomonas mosselii 
monas mosselii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

270742 Bacteria_16S 2574732 2574814 17 99 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

270742 Bacteria_16S 2607058 2607116 41 99 gi|219857264|ref|NR_024895.1| Desulfovibrio 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 2605722 2607261 Desulfovibrio burkinensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
270742 Bacteria_16S 2639286 2639368 17 99 gi|219857232|ref|NR_024860.1| Actinobacillus 


succinogenes strain 130Z 16S ribosomal RNA, partial sequence 2637974 263946 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
Actinobacillus. 

270742 Bacteria_16S 2642343 2642425 17 99 gi|219857230|ref|NR_024858.1 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
270742 Bacteria_16S 2680033 2680091 41 99 gi| 219857203 |ref|NR_024831.1 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 268021 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
270742 Bacteria_16S 2706969 2707067 1 99 gi|219857184|ref|NR_024812.1 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 270719 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae § 
270742 Bacteria_16S 2718921 2719003 17 99 gi|219857176|ref|NR_024804.1 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 271910 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 0 
Herbaspirillum. 

270742 Bacteria_16S 2734180 2734262 17 99 gi|219857165|ref|NR_024793.1 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 27343 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
270742 Bacteria_16S 2737160 2737242 17 99 gi|219857163|ref|NR_024791.1 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 273732 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Sh 
Shewanella. 

270742 Bacteria_16S 2741517 2741599 17 99 gi|219857160|ref|NR_024788.1 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 27416 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivora 
270742 Bacteria_16S 2744530 2744612 17 99 gi|219857158|ref|NR_024786.1 
strain T7 16S ribosomal RNA, partial sequence 2743252 27447 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
270742 Bacteria_16S 2756301 2756383 18 99 gi| 219857149 |ref|NR_024777.1 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Therma 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacter 
270742 Bacteria_16S 2780502 2780584 17 99 gi|219857130|ref|NR_024758.1 
strain AP3 16S ribosomal RNA, partial sequence 2779259 27806 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
270742 Bacteria_16S 2781969 2782051 17 99 gi|219857129|ref|NR_024757.1 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 27821 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
270742 Bacteria_16S 2783435 2783517 17 99 gi|219857128|ref|NR_024756.1 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 27836 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
270742 Bacteria_16S 2842380 2842446 33 99 gi|219856896|ref|NR_024715.1 
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270742 Bacteria_16S 
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ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 


S ribosomal RNA, partial sequence 
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99 gi|219856892 


16S ribosomal RNA, partial sequence 2847193 28487 
etaproteobacteria; Burkholderiales; Co 


6S ribosomal RNA, partial sequence 2989207 29906 


ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 


mamonadaceae; Delftia. 
99 gi|219856838|ref|NR_024657.1| Marinospirillum 
sequence 2927022 2928477 Marinospirillum 
; Oceanospirillales; Marinospirillum. 
99 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
2949709 2951157 Enterobacter amnigenus Bacteria; 
Enterobacteriaceae; Enterobacter. 
99 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Colwelliaceae; Colwellia. 
99 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

270742 Bacteria_16S 2992006 2992088 17 99 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 

strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

270742 Bacteria_16S 2993497 2993579 17 99 gi|219846928|ref|NR_026520.1| Legionella brunensis 

strain 441-1 16S ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

270742 Bacteria_16S 3051199 3051257 41 99 gi|219846888|ref|NR_026480.1| Desulfovibrio 

sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 

sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

Desulfovibrio. 

270742 Bacteria_16S 3063388 3063470 17 99 gi|219846880|ref|NR_026472.1| Sulfitobacter 

mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 

mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Sulfitobacter. 

270742 Bacteria_16S 3079747 3079845 2 99 gi|219846869|ref|NR_026461.1| Desulfurella 

multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 

Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

270742 Bacteria_16S 3081323 3081421 2 99 gi|219846868|ref|NR_026460.1| Desulfurella 

propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 

Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

270742 Bacteria_16S 3082899 3082997 2 99 gi| 219846867 |ref|NR_026459.1| Desulfurella 

kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 

kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 

Desulfurella. 

270742 Bacteria_16S 3138327 3138425 2 99 gi|219846830|ref|NR_026422.1| Sulfurospirillum 

deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 

Campylobacteraceae; Sulfurospirillum. 

270742 Bacteria_16S 3144369 3144451 17 99 gi|219846826|ref|NR_026418.1| Sulfitobacter 

pontiacus ChLG-10 16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

270742 Bacteria_16S 3162697 3162779 17 99 gi|219846814|ref|NR_026406.1| Antarctobacter 

heliothermus strain EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 

heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Antarctobacter. 

270742 Bacteria_16S 3164160 3164242 17 99 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 

strain Ekho Lake-172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

270742 Bacteria_16S 3173337 3173419 17 99 gi|219846806|ref|NR_026398.1| Thiorhodococcus minor 

strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

270742 Bacteria_16S 3203817 3203875 41 99 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 

strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

270742 Bacteria_16S 3268635 3268717 17 99 gi|219846742|ref|NR_026334.1| Legionella lytica 


strain L2 16S rib 
Proteobacteria; Gammaproteobacteria; Leg 
270742 Bacteria_16S 3300672 3300754 17 
sulfidovorans strain RB-1 16S ribosomal 
sulfidovorans Bacteria; Proteobacteria; 
Methylophaga. 
270742 Bacteria_16S 
thalassica strain 
thalassica Bacter 
Methylophaga. 
270742 Bacteria_16S 3384504 3384586 17 
strain ATCC 35842 16S ribosomal RNA, par 


3382966 3383048 17 


osomal RNA, partial sequence 


ATCC 33146 16S ribosomal RNA, 
ia; Proteobacteria; Gammaproteobacteri 


3267345 32688 


25 Legionella lytica Bacteria; 


ionellales; Legionellaceae; Legionella. 

99 gi|219846721|ref|NR_026313.1| Methylophaga 
RNA, partial sequence 3299393 3300879 Methylophaga 
Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 

99 gi|219846661|ref|NR_026253.1| Methylophaga 

complete sequence 3381669 3383157 Methylophaga 
a; Thiotrichales; Piscirickettsiaceae; 

99 gi|219846660|ref|NR_026252.1| Methylophaga marina 

tial sequence 3383208 3384695 Methylophaga marina Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


270742 Bacteria_16S 
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270742 Bacteria_16S 
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Proteobacteria; G 
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Tenericutes; Moll 
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Tenericutes; Moll 
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270742 Bacteria_16S 
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270742 Bacteria_16S 


Clostridia; 
270742 Bacteria_16S 


Proteob 
270742 Bacteria_16S 


Proteob 
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3445683 3445741 41 
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3447192 3447258 33 
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3588820 3588918 2 


3651049 365113117 
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3661813 3661895 17 


3669447 3669529 17 


3670953 3671035 17 


3683071 3683153 17 


3690641 3690739 2 
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3753188 3753286 2 


3759236 3759334 2 


3783387 3783485 2 


3813634 3813716 17 
Bacteria; 
3852969 3853067 1 
Firmicutes; 
3859013 3859111 2 
3892941 3893023 17 
Bacteria; 


3899119 3899201 17 


3965118 3965200 17 


4004908 4004966 41 


Firmicutes; 
4006344 4006426 17 


Proteobacteria; 


99 


16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


99 


16S ribosomal RNA, partial sequence 
Firmicutes; 
270742 Bacteria_16S 

ruminis strain DS 


Clostridiales; Veillonellaceae; 


99 


M 9236 16S ribosomal RNA, partial sequence 34443 
Clostridiales; Veillonellaceae; 


99 


6S ribosomal RNA, partial sequence 3445905 34473 
Clostridiaceae; 


99 


n A63 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfurellales; D 


99 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 


99 
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Clostridia; 


cl 
99 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; 


99 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobac 


99 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobac 


99 


38 16S ribosomal RNA, partial sequence 
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99 
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icutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 


99 
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microbia; Verrucomicrobiae; Verrucomicrobiales; 
270742 Bacteria_16S 


99 
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icutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 


99 
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icutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 


99 
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utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

270742 Bacteria_16S 
strain CECT 4199 16S ribosomal RNA, partial seq 
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99 


99 
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99 
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icutes; Mycoplasmataceae; Mycoplasma. 
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99 
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99 
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270742 Bacteria_16S 


99 
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99 
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gi 
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gi| 219846327 


Clostridiales; R 
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ref|NR_026056.1 


Glaciecol 
ref |NR_026049.1 
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ref|NR_025917.1 
3851732 385319 
uminococcaceae; 
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Clostridium viride 
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Clostridium. 
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gracile Bacteria; 
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2 Desulfotomaculum 
fotomaculum. 
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90 Glaciecola pallidula Bacteria; 


a. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Mycoplasma 
asma leopharyngis 


Aeromonas 
7 3813828 Aeromonas 
eromonadaceae; 


Acetivibrio 
5 Acetivibrio 


Acetivibrio. 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Pontibacillus 
0 Pontibacillus 


ref|NR_025811.1 
4005071 400647 


Salinimonas 
7 Salinimonas 


chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Salinimonas. 


270742 Bacteria_16S 4085130 4085220 9 99 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
270742 Bacteria_16S 4167377 4167459 17 99 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

270742 Bacteria_16S 4168859 4168941 17 99 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

270742 Bacteria_16S 4209925 4209983 41 99 gi|219846069|ref|NR_025659.1]| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

270742 Bacteria_16S 4225155 4225253 1 99 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

270742 Bacteria_16S 22416 22497 18 99 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

270742 Bacteria_16S 102729 102810 18 99 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

270742 Bacteria_16S 396338 396435 2 99 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

270742 Bacteria_16S 473360 473441 18 99 gi|265678736|ref|NR_029041.1| Weissella koreensis 


strain S-5623 16S 


Firmicutes; Lactobacillales; Weissella. 

270742 Bacteria_16S 514688 514769 18 99 gi|265678709|ref|NR_029014.1 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270742 Bacteria_16S 658914 659011 2 99 gi|265678610|ref|NR_028915.1 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

270742 Bacteria_16S 830116 830197 18 99 gi| 265678493 |ref|NR_028796.1 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Seleno: 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

270742 Bacteria_16S 876904 876985 19 99 gi|265678461|ref|NR_028764.1 


scopiformis strai 
Bacteria; Actinob 


Streptomyces. 
270742 Bacteria_ 
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Bacteria; 
270742 Bacteria_ 
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270742 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; 


Lactobacillales; 


270742 Bacteria_16S 1309804 1309901 2 99 gi|228721488|ref|NR_027611.1 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 130859 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales 
Hyphomicrobium. 

270742 Bacteria_16S 1311277 1311374 2 99 gi|228721487|ref|NR_027610.1 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 131006 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobial 
Hyphomicrobium. 

270742 Bacteria_16S 1442072 1442169 2 99 gi|224581427|ref|NR_027209.1 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filoba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
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’ 
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Firmicutes; Bacil 
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strain SW-72 16S 
Firmicutes; Bacil 


270742 Bacteria_16S 
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Bacteria; Firmicu 
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270742 Bacteria_16S 


didelphis strain 
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270742 Bacteria_16S 


sapomandens strai 
sapomandens Bacte 


270742 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


270742 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


270742 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


270742 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


270742 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


270742 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


270742 Bacteria_16S 


strain DSM 3670 1 


1832164 1832261 3 99 

S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1842926 1843007 18 99 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
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gi 
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al 
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1841624 18431 


219878257 
sequenc 


ref|NR_025454.1| Ilyobacter insuetus 
07 Ilyobacter insuetus Bacteria; 
ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


ref|NR_025396.1 
e 1908318 190981 


Aerococcus 
6 Aerococcus 


eria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

1926456 1926537 19 99 gi|219878244|ref|NR_025383.1| Amycolatopsis 
in IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

1969057 1969138 18 99 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
lales; Bacillales Family X. Incertae Sedis; Thermicanus. 

1981174 1981258 17 99 gi|219878208|ref|NR_025347.1| Arcanobacterium 
in CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Arcanobacterium. 
2039101 2039182 18 99 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 


lales; Bacillaceae; Virgibacillus. 
2095893 2095974 18 99 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2186783 2186880 2 98 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2339987 2340068 18 99 gi 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2417674 2417754 18 99 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2429673 2429770 1 98 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2449469 2449550 18 99 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2729650 2729731 18 99 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2732684 2732765 18 99 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
2769816 2769897 18 99 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2874953 2875034 18 99 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2984398 2984479 18 99 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3001169 3001250 18 99 

6S ribosomal RNA, partial sequence 


gi 


ne 
e; 


qu 
di 


s 
oc 


se 
al 


ia 
Ca 


qu 
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s 
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s 
ba 


gi 


219878125 
2094597 20961 


219857608 
21855 

Carnoba 

219857502 


e 


ence 
ales; 


equence 


219857438 


quence 
es; 


ence 


equence 


219856875 


equence 
cillus. 


219846934 
2983106 29845 


219846923 
2999867 30013 


He 
219857448 


occaceae; 


Pept 
219857420 
1 sequen 
rnobacte 
219857168 


illaceae 
219857166 


rnobacte 
219857138 
2768556 27700 


07 Virgibacillus proomii Bacteria; 
ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 
ref|NR_025036.1 
2416361 241786 
7 Streptococcus. 
ref |NR_025026.1 
2428395 242981 
ococcaceae; Desu 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref |NR_024796.1 
2728379 272981 
; Alicyclobacill 
ref|NR_024794.1 
2731401 273285 
riaceae; Marinilactibacillus. 
ref|NR_024766.1| Bacillus okuhidensis 
07 Bacillus okuhidensis Bacteria; 


Carnobacterium 
acterium viridans 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Streptococcus 
5 Streptococcus 


Desulfotomaculum 
8 Desulfotomaculum 
lfotomaculum. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Alicyclobacillus 
6 Alicyclobacillus 
us. 
Marinilactibacillus 
8 Marinilactibacillus 


ref|NR_024694.1 
2873633 287517 


Pullulanibacillus 
2 Pullulanibacillus 


ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 


ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

270742 Bacteria_16S 3028328 3028409 18 99 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
270742 Bacteria_16S 3052700 3052797 2 99 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

270742 Bacteria_16S 3070807 3070888 18 99 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

270742 Bacteria_16S 3124956 3125053 2 99 gi|219846839|ref|NR_026431.1| Hyphomicrobium 


denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 


3123738 3125183 Hyphomicrobium 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


270742 Bacteria_16S 3235524 3235621 2 99 gi| 21984676 


lipolytica strain JW265 16S ribosomal RNA, partial sequence 32342 


4|ref|NR_026356.1 


Thermosyntropha 


98 3235755 Thermosyntropha lipolytica 


Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 


270742 Bacteria_16S 3303759 3303856 2 99 gi| 21984671 


9|ref|NR_026311.1 


Salinicoccus roseus 


strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 


Firmicutes; Bacillales; Salinicoccus. 
270742 Bacteria_16S 3541579 3541660 18 99 gi|21984654 


strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 35417 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
270742 Bacteria_16S 3601161 3601258 2 99 gi|21984650 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 


Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 
270742 Bacteria_16S 3610284 3610365 18 99 gi|21984649 


strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 


270742 Bacteria_16S 3705626 3705679 2 55 gi|219846433|ref|NR_026024.1 
fusiformis strain FC4 16S ribosomal RNA, partial sequence 3704351 3705819 Prost 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


270742 Bacteria_16S 3707144 3707197 2 55 gi|219846432|ref|NR_026023.1 


9|ref|NR_026141.1 


6|ref|NR_026098.1 


9|ref|NR_026091.1 


Verrucomicrobiac 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 


debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosthecobacter debontii 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


270742 Bacteria_16S 3729635 3729716 17 97 gi| 219846415 |ref|NR_026006.1 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 372981 


Verrucomicrobiac 


eae; Prosthecobacter. 
Actinomadura 
8 Actinomadura 


luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Thermomonosporaceae; Actinomadura. 


270742 Bacteria_16S 3780353 3780449 2 99 gi| 219846377 |ref|NR_025968.1 
strain UC/MF 16S ribosomal RNA, partial sequence 3779118 37805 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270742 Bacteria_16S 3897633 3897714 18 99 gi| 219846297 |ref|NR_025887.1 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetrag 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

270742 Bacteria_16S 4048846 4048927 18 99 gi|219846188|ref|NR_025778.1 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


270742 Bacteria_16S 4086638 4086735 2 99 gi|219846162|ref|NR_025752.1 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40868 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
270742 Bacteria_16S 4232663 4232760 2 99 gi| 219846047 |ref|NR_025637.1 


methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 423288 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterale 


Leisingera. 


270742 Bacteria_16S 476421 476509 2 90 gi|265678734|ref|NR_029039.1 


parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 


parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
270742 Bacteria_16S 1420414 1420490 18 94 gi| 224581445 |ref|NR_027227.1 


475117 476512 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Alicyclobacillus 
lobacillus vulcanalis 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Lactobacillus 
Lactobacillus 


Bacillus infernus 


strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
270742 Bacteria_16S 1476739 1476822 17 99 gi 


subsp. avium Bacteria; Actinobacteria; Actinobacteridae 


219878445 |ref|NR_025584.1 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 147693 
; Actinomycetales; Coryneb 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 
270742 Bacteria_16S 1798503 1798585 17 99 gi| 219878337 |ref|NR_025476.1 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Vibrio neptunius 


strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


270742 Bacteria_16S 2270548 2270644 3 99 gi|219857553|ref|NR_025141.1 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 


azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema 
270742 Bacteria_16S 3399493 3399561 32 99 gi| 219846646 |ref|NR_026238.1 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 339968 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 


Arthrobacter. 


270742 Bacteria_16S 3576677 3576759 17 99 gi|219846525|ref|NR_026117.1 


strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576 


270742 Bacteria_16S 33180 33263 17 99 gi| 265679042 |ref|NR_029350.1 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

270742 Bacteria_16S 46604 46659 45 99 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
270742 Bacteria_16S 74043 74098 45 99 gi| 265679015 |ref|NR_029323.1 


asaccharolytica strain 580 16S ribosomal RNA, partial sequence 


Vibrio. 


2269277 227073 


Treponema 

9 Treponema 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Legionella feeleii 


854 Legionella feeleii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 


72731 74244 


Pseudonocardia 
Pseudonocardia 


asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 


Pseudonocardia. 


270742 Bacteria_16S 84374 84441 32 99 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

270742 Bacteria_16S 87401 87468 32 99 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 
270742 Bacteria_16S 108776 108831 45 99 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

270742 Bacteria_16S 116524 116579 45 99 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

270742 Bacteria_16S 136319 136402 17 99 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

270742 Bacteria_16S 159131 159214 17 99 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

270742 Bacteria_16S 204969 205068 1 99 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

270742 Bacteria_16S 221956 222011 45 99 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

270742 Bacteria_16S 226437 226492 45 99 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 227944 227999 45 99 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

270742 Bacteria_16S 229450 229505 45 99 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 230958 231013 45 99 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 246477 246532 45 99 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

270742 Bacteria_16S 265982 266037 45 99 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
270742 Bacteria_16S 296316 296371 2 57 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

270742 Bacteria_16S 334523 334578 45 99 gi|265678838|ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

270742 Bacteria_16S 343680 343735 45 99 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

270742 Bacteria_16S 390222 390277 45 99 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

270742 Bacteria_16S 404066 404149 17 99 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 450467 450522 45 99 gi|265678755|ref|NR_029060.1| Saccharothrix 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 
270742 Bacteria_ 
strain A10 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


270742 Bacteria_ 
brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 
270742 Bacteria_ 


boenickei strain 


Bacteria; Actinob 


Mycobacterium. 


270742 Bacteria_ 


270742 Bacteria_ 


Deferribacteres; 


270742 Bacteria_ 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 
270742 Bacteria_ 


strain R9242 16S 


270742 Bacteria_ 
pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 
270742 Bacteria_ 
thermohalophila s 
thermohalophila B 
270742 Bacteria_ 
holsaticum strain 
Bacteria; Actinob 


Mycobacterium. 


270742 Bacteria_ 


aerolatum strain 


Bacteria; Actinob 


Microbacterium. 


270742 Bacteria_ 
strain E846 16S r 


270742 Bacteria_ 
pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


Saccharothrix. 
470168 470251 17 99 
bosomal RNA, partial sequence 


16S gi 


ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
16S 480932 480987 45 


99 gi 


W5998 16S ribosomal RNA, partial seque 


265678738 


468944 47039 


265678731 
nce 47962 


Actinomyc 


ref |NR_029043.1 
5 Actinomadura 


etales; 


ref|NR_029036.1 


Coryneba 


3 481120 Mycoba 


Actinomadura latina 
latina Bacteria; 


Streptosporangineae; Thermomonosporaceae; 
16S 479383 479438 45 99 gi|265678732|ref|NR_029037.1| Mycobacterium 
n W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 


cterineae; 


Mycobacterium 
cterium boenickei 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
16S 537569 537668 1 99 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
16S 543688 543771 17 99 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacterales; Deferribacteraceae; Deferribacter. 
16S 554394 554477 17 99 gi| 265678683 |ref|NR_028988.1| Streptomyces 
in CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
16S 569672 569755 17 99 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
16S 581638 581693 45 99 gi|265678665|ref|NR_028970.1| Mycobacterium 
in 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
16S 592121 592220 1 99 gi|265678658|ref|NR_028963.1| Anaerophaga 
train Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
acteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
16S 618114 618169 45 99 gi|265678640|ref|NR_028945.1| Mycobacterium 
1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
16S 619566 619649 17 99 gi|265678639|ref|NR_028944.1| Microbacterium 
V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
16S 625521 625576 45 99 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
ibosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
16S 669495 669578 17 99 gi|265678603|ref|NR_028908.1| Arcanobacterium 
ain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Arcanobacterium. 
16S 671009 671108 1 99 gi|265678602|ref|NR_028907.1| Marinitoga camini 


270742 Bacteria_ 
strain MV1075 16S 
Ther 
270742 Bacteria_ 
strain 216 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermotogae; 


Luteococcus. 


270742 Bacteria_ 
strain gM-1 16S r 


270742 Bacteria_ 


botniense strain 


Bacteria; Actinob 


Mycobacterium. 


270742 Bacteria_ 
beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 
270742 Bacteria_ 
strain J72 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270742 Bacteria_16S 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 
Firmicutes; 


Propionibacterineae; Propionib 
16S 713108 713163 45 99 gi|265678574|ref|NR_028879.1 
ibosomal RNA, partial sequence 711792 713308 Mycobacterium 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
16S 714667 714722 45 99 gi| 265678573 |ref|NR_028878.1 
E347 16S ribosomal RNA, partial sequence 713359 714869 Mycoba 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
16S 787217 787300 17 99 gi|265678521|ref|NR_028825.1 
ain YIM6 16S ribosomal RNA, partial sequence 785920 787418 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
; Streptomyces. 
16S 790284 790339 45 99 gi| 265678519 |ref|NR_028823.1 


Bacteria; 


ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
16S 708477 708560 17 99 gi 
bosomal RNA, partial sequence 


bosomal RNA, partial sequence 


669757 67122 


707255 70861 


789013 79048 
nebacterin 


265678577 


808740 808823 17 99 gi 


Lactobacillales; Lactobacillaceae 


ref|NR_028882.1 


Gordoniacea 


265678507 


’ 


e; 


5 Marinitoga camini Bacteria; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 


Mycobacteriaceae; 


Streptomyces 
Streptomyces 
omycineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
eae; 


Gordonia. 


ref|/NR_028810.1 


Lactobacillus 


807412 808917 Lactobacillus ingluviei 
Lactobacillus. 


270742 Bacteria_16S 811781 811836 45 99 gi| 265678505 |ref|NR_028808.1 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

270742 Bacteria_16S 839189 839272 17 99 gi| 265678487 |ref|NR_028790.1 
strain AC 615 16S ribosomal RNA, partial sequence 837961 83941 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
270742 Bacteria_16S 852717 852772 45 99 gi| 265678478 |ref|NR_028781.1 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineos 
Kineosporiaceae; Kineococcus. 

270742 Bacteria_16S 878427 878482 45 99 gi|265678460|ref|NR_028763.1 


strain AS4.0578 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
270742 Bacteria_16S 881434 881489 45 99 gi| 265678458 |ref|NR_028760.1 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentze 


Bacteria; Actinob 
Lentzea. 


270742 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


270742 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


270742 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


270742 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


270742 Bacteria_16S 


pretiosum subsp. 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
882936 882991 45 99 gi| 265678456 |ref|NR_028758.1 
LM042 16S ribosomal RNA, partial sequence 881630 883139 Catell 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
889078 889133 45 99 gi|265678452|ref|NR_028754.1 
-1520 16S ribosomal RNA, partial sequence 887783 889225 Saccha 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
902848 902931 17 99 gi| 265678443 |ref|NR_028745.1 
ain ALJD 16S ribosomal RNA, partial sequence 901557 903021 
teria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectoth 
913637 913692 45 99 gi| 265678436 |ref|NR_028738.1 
train NRRL B-3298 16S ribosomal RNA, partial sequence 912332 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
ae; Lechevalieria. 
915195 915250 45 99 gi| 265678435 |ref|NR_028737.1 
pretiosum strain C-15003 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 877138 87856 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Kineococcus 
Kineococcus 

poriineae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


270742 Bacteria_16S 


strain Y9 16S rib 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


270742 Bacteria_16S 


strain LK2-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
Micromonospora. 

270742 Bacteria_16S 1059437 1059520 17 99 gi|265678338|ref|NR_028640.1 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 105957 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; D 
270742 Bacteria_16S 1086275 1086358 17 99 gi|265678319|ref|NR_028621.1 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
270742 Bacteria_16S 1113574 1113657 17 99 gi|265678300|ref|NR_028601.1 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


270742 Bacteria_16S 


strain I-132 16S 


Actinobacteria; Actinoba 
270742 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
270742 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


270742 Bacteria_16S 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 


sphenisci Bacteri 
Corynebacteriacea 


Pseudonocardineae; Actinosynnemataceae; 


964698 964753 45 99 gi 
osomal RNA, partial sequence 
n 
1031938 1031993 45 99 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1048858 1048913 45 99 
ribosomal RNA, partial sequence 


q 


gi 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 
1116668 1116723 45 99 
ribosomal RNA, partial sequence 


Kine 
gi 


oO 


a; 


e; Corynebacterium. 


265678402 
963457 96488 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


270742 Bacteria_16S 265678357 


265678346 
1047573 10490 


76 16S ribosomal RNA, partial sequence 1112307 1113789 Microb 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
1115142 1115197 45 99 gi|265678299|ref|NR_028600.1 


1113840 11153 


265678298 
1115364 11168 


cteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
1128687 1128742 2 57 gi|253680771|ref|NR_028019.1 

B9A Seymour 16S ribosomal RNA, partial sequence 1127427 112890 
ia; Proteobacteria; Epsilonproteobacteria; Campylobacterales; He 
1134752 1134807 45 99 gi| 253680767 |ref|NR_028015.1 


nnema. 
ref |NR_028704.1 


Actinosy 


ebacterineae; Nocardiacea 
ref|NR_028659.1 
1030633 103211 


etales; Micromon 


uence 
Actinomyc 


ref|NR_028648.1 


sporiineae; K 


ref 


ineosporiace 
NR_028599.1 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Micromonospora 

4 Micromonospora 

osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Helicobacter 

7 Helicobacter 

licobacteraceae; 


1133500 113488 


Corynebacterium 
1 Corynebacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


270742 Bacteria_16S 


1158912 1158995 17 


1279 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
270742 Bacteria_16S 


ATCC 700755 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Bacteria; 
270742 Bacteria_16S 
strain CCUG 33897 


Luteococcus. 
270742 Bacteria_16S 


strain Se-3111 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


270742 Bacteria_16S 


Deinococci; Thermales; 
1168007 1168090 17 


Flavobacteria; 
1219388 1219471 17 


1222426 1222509 17 


1234605 1234688 17 


99 


1157686 1159115 Meiothermus ruber DSM 


Thermaceae; Meiothermus. 


99 


Flavobacteriales; 


99 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


99 


99 


gi|228721491 


gi|228719858 


1166738 1168192 Psychroflexus 
Flavobacteriaceae; 


gi|219878368 


gi| 219878356 


Meiothermus ruber DSM 
1279 Bacteria; 


ref |NR_027614.1 


ref|NR_027586.1| Psychroflexus torquis 
torquis ATCC 700755 
Psychroflexus. 


ref|NR_025507.1| Luteococcus sanguinis 


1218199 1219566 Luteococcus sanguinis 
Propionibacterineae; 


Propionibacteriaceae; 


ref|NR_025495.1| Salana multivorans 


1221167 1222613 Salana multivorans Bacteria; 


gi|219878266 


Beutenbergiaceae; Salana. 
ref|NR_025405.1| Microbacterium 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 


phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
270742 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 
270742 Bacteria_16S 


1236147 1236202 45 


1246744 1246799 45 


99 


99 


strain 13.4 16S ribosomal RNA, partial sequence 


270742 Bacteria_16S 
strain LMG 20598 


270742 Bacteria_16S 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Beutenbergia. 
270742 Bacteria_16S 


1284075 1284158 17 


1334427 1334510 17 


1351285 1351340 45 


99 


99 


99 


DSM 43247 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


270742 Bacteria_16S 
strain LM 036 16S 


270742 Bacteria_16S 


1440536 1440591 45 


1452662 1452717 45 


99 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


99 


gi|219878254 


strain DSM 44346 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


gi|219857484 


1245479 1246880 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi| 219846066 


16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


gi|228721490 


gi| 228720546 


Actinomycetales; 


Micrococcineae; 


Micrococcineae; 


ref |NR_025393.1| Mycobacterium 


1234868 1236341 Mycobacterium 


Actinomycetales; Corynebacterineae; 


ref|NR_025072.1]| Amycolatopsis rubida 
rubida Bacteria; 
Pseudonocardiaceae; Amycolatopsis. 
NR_025656.1| Burkholderia hospita 
hospita Bacteria; 
Burkholderia. 

NR_027613.1| Beutenbergia cavernae 
cavernae DSM 12333 


Beutenbergiaceae; 


ref 


ref 


ref|NR_027594.1| Gordonia bronchialis 


1349993 1351464 Gordonia bronchialis DSM 43247 


gi| 224581428 


Corynebacterineae; Gordoniaceae; 


Gordonia. 


ref|NR_027210.1| Lentzea violacea 


1439230 1440737 Lentzea violacea Bacteria; 


gi|224581419 


endolithica strain AA459 16S ribosomal RNA, partial sequence 


endolithica Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 


270742 Bacteria_16S 
caeruleus subsp. 


270742 Bacteria_16S 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


1495044 1495099 45 


1532664 1532719 45 


Micromonosporaceae; Micromonospora. 


270742 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
270742 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
270742 Bacteria_16S 


1537168 1537223 45 


Saccharothrix. 
1543401 1543456 45 


Actinokineospora. 
1561322 1561377 45 


99 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. 
Actinomycetales; Micromonosporineae; Micromonosporaceae; 


99 


99 


NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


99 


NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


99 


gi|219846703 


gi] 219857427 


gi| 219857378 


gi| 219857374 


gi| 219846147 


canariasense strain 502329 16S ribosomal RNA, partial sequence 


canariasense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
270742 Bacteria_16S 
strain MK27-91F2 


270742 Bacteria_16S 


1574817 1574872 45 


1576343 1576398 45 


99 


99 


gi| 219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi|219856867 


strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


270742 Bacteria_16S 


1591656 1591739 17 


99 


gi|219878484 


donocardineae; 


Actinomycetales; 


RNA, partial sequence 
caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Couchioplanes. 


Actinomycetales; 


Actinomycetales; 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial 
tubercidicus Bact 
Streptomycetaceae 
270742 Bacteria_16S 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 


eria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 


1666328 1666383 45 99 gi 


219878431 
1665031 1666519 Kibdelosporangium albatum 


sequence 
Actinomycetales; 


Actinosynnemataceae; Lentzea. 
ref|NR_027200.1| Micromonospora 
1451367 1452843 Micromonospora 
Micromonosporineae; 

ref 


NR_026295.1| Couchioplanes 


1493762 1495216 


ref|NR_025015.1| Micromonospora 
1531359 1532864 Micromonospora 
Micromonosporineae; 
Saccharothrix 


ref|NR_024966.1 


sequence 1535864 1537375 Saccharothrix 
Actinomycetales; 


Pseudonocardineae; 


ref |NR_024962.1| Actinokineospora 


sequence 1542095 1543606 Actinokineospora 
Actinomycetales; 


Pseudonocardineae; 


ref |NR_025737.1| Mycobacterium 
1560055 1561487 Mycobacterium 
Corynebacterineae; 


ref|NR_024687.1| Umezawaea tangerina 

00 Umezawaea tangerina Bacteria; 
Actinosynnemataceae; Umezawaea. 
ref|NR_024686.1| Lentzea waywayandensis 
26 Lentzea waywayandensis Bacteria; 
Actinosynnemataceae; Lentzea. 
ref|NR_025623.1| Streptomyces 

1590391 1591888 Streptomyces 
Streptomycineae; 


ref|NR_025570.1| Kibdelosporangium 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 


270742 Bacteria_ 
strain R2014 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


270742 Bacteria_ 


mediatlanticus st 
mediatlanticus Ba 


270742 Bacteria_ 
strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


270742 Bacteria_ 


paraoxydans strai 
Bacteria; Actinob 


Microbacterium. 
270742 Bacteria_ 
rhodesiae strain 


rhodesiae Bacteri 


Mycobacteriaceae; 
270742 Bacteria_ 
strain DSM 44222 


strain DSM 44515 


Mycobacteriaceae; 


270742 Bacteria_16S 
hippocoleae strai 
hippocoleae Bacte 


Actinomycetaceae; 


270742 Bacteria_16S 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270742 Bacteria_16S 


strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
270742 Bacteria_16S 
marimammalium str 


marimammalium Bac 
Actinomycetaceae; 


270742 Bacteria_16S 
radicidentis stra 
radicidentis Bact 


Actinomycetaceae; 


270742 Bacteria_16S 
foliorum strain P 
foliorum Bacteria 


Microbacterium. 


270742 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


270742 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


270742 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


270742 Bacteria_16S 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


270742 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


16S 1669379 1669462 17 99 
ribosomal RNA, partial sequence 


gi 


16S 1681464 1681547 17 99 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
16S 1683033 1683116 17 99 gi 


ribosomal RNA, partial sequence 


i; 


16S 1698344 1698427 17 99 gi 
n CF36 16S ribosomal RNA, partial sequ 


acteria; Actinobacteridae; Actinomycet 


16S 1727283 1727338 45 99 gi 
DSM 44223 16S ribosomal RNA, partial s 


Mycobacterium. 


16S 1728822 1728877 45 99 gi 


1730358 1730413 45 99 


gi 


1731871 1731926 45 99 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1849032 1849115 17 99 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1867241 1867296 45 99 gi 
4 16S ribosomal RNA, partial sequence 


1 


1908157 1908240 17 99 gi 
16S ribosomal RNA, partial sequence 


1911140 1911223 17 99 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1932655 1932738 17 99 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1949338 1949421 17 99 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


ia 
e; 


al 


v 


ue 
ti 


v 


1950911 1950966 45 99 gi 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
e; Pseudonocardia. 

1955390 1955473 17 99 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

2034498 2034553 45 99 gi 
ATCC 19420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

2053189 2053244 45 99 gi 
DSM 44368 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Mycobacterium. 

2056189 2056272 17 99 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 


eq 


, 


al 


’ 


se 
Ac 


tL 
da 


’ 


270742 Bacteria_16S 


no 


no 


en 
al 


eq 
a; Actinobacteria; Actinobacteridae; Act 


ne 


ne 


s 


no: 


nce 


es; 


nce 


quenc 


quenc 


al se 
e; Ac 


2079082 2079165 17 99 


gi 


inomy 


219878429 
1668114 16695 
mycineae 
219878421 
ue 
Thermal 
219878420 
1681727 16832 
mycineae 
219878409 
ce 16970 
Micr 


219878390 
uence 
inomycet 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270742 Bacteria_16S 


bacterin 
219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
270742 Bacteria_16S 
moriokaense strai 
moriokaense Bacte 


bacterin 
219878387 
equence 
Actinomyc 


219878303 
sequence 
Actinomyc 


219878290 
18659 
omonospori 
219878258 
19068 
mycineae; 
219878256 
1 sequen 
Actinomycet 


219878240 
sequenc 
Actinomy 


219878229 
nomyceta 
219878228 
uence 
Actinomy 
219878225 
sequenc 


Actinomy 


219878172 


e 
cet 


219878157 


e 


tinomyce 


219878154 


que 
tin 


219878137 


granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 


ref|NR_025568.1 


; Ac 
ref|NR_025560.1 

1680196 168167 
Thermaceae; 
NR_025559.1 


es; 
ref 
; Ac 
ref|NR_025548.1 
56 1698545 Micro 
ococcineae; Micr 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


’ 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref |NR_025442.1 
1847763 184924 
etales; Actinomy 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025395.1 
ce 1909867 191128 
ales; Actino 


ref |NR_025379.1 
e 1931360 193276 
cetales; Actinom 


ref|NR_025368.1 
1948071 194955 
les; Micrococcin 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


ref |NR_025364.1 
e 1954098 195552 
cetales; Actinom 


ref|NR_025311.1 
2033216 203470 
ales; Corynebact 
ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Stre 


b 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 
tinomycetace 


ae; Actinomyces. 
Vulcanithermus 

6 Vulcanithermus 

Vulcanithermus. 

Actinomyces oricola 


34 Actinomyces oricola Bacteria; 
tinomycetace 


ae; Actinomyces. 
Microbacterium 

acterium paraoxydans 

obacteriaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Actinomyces 

2 Actinomyces 

mycineae; 


Actinomyces 
0 Actinomyces 
ycineae; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Actinomyces 
0 Actinomyces 
ycineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
1 Mycobacterium 


terineae; 


Streptomyces 
0 2056387 Streptomyces 


ptomycineae; 


ref|NR_025276.1 
2077807 207932 


Propionibacterium 
0 Propionibacterium 


granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

270742 Bacteria_16S 2080634 2080717 17 99 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 
270742 Bacteria_16S 2082191 2082274 17 99 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 
270742 Bacteria_16S 2091280 2091335 45 99 gi|219878129|ref|NR_025268.1| Mycobacterium 
heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 2112671 2112726 45 99 gi|219857660|ref|NR_025249.1| Mycobacterium 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
270742 Bacteria_16S 2129343 2129398 45 99 gi|219857649|ref|NR_025238.1| Mycobacterium 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 
270742 Bacteria_16S 2130822 2130877 45 99 gi|219857648|ref|NR_025237.1| Mycobacterium 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 2132327 2132382 45 99 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 2133830 2133885 45 99 gi|219857646|ref|NR_025235.1| Mycobacterium 
poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 2132540 2133989 Mycobacterium 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 2135343 2135398 45 99 gi|219857645|ref|NR_025234.1| Mycobacterium microti 
strain ATCC 19422 16S ribosomal RNA, partial sequence 2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 


ND 


270742 Bacteria_16S 2136861 2136916 45 99 gi|219857644|ref|NR_025233.1| Mycobacterium brumae 
strain ATCC 51384 16S ribosomal RNA, partial sequence 2135574 2137022 Mycobacterium brumae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 2165535 2165590 45 99 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 


strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 2174656 2174711 45 99 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 


270742 Bacteria_16S 2194348 2194431 17 99 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

270742 Bacteria_16S 2195893 2195948 45 99 gi|219857602|ref|NR_025190.1| Rhodococcus 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
270742 Bacteria_16S 2218574 2218629 45 99 gi| 219857587 |ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 2248908 2248991 17 99 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 2258096 2258179 17 99 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 2293269 2293324 2 57 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

270742 Bacteria_16S 2328101 2328156 45 99 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
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Streptacidiphilus. 

270742 Bacteria_16S 2588554 2588637 17 99 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

270742 Bacteria_16S 2594801 2594856 45 99 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 2627077 2627160 17 99 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

270742 Bacteria_16S 2640805 2640860 45 99 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
270742 Bacteria_16S 2667865 2667920 45 99 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
270742 Bacteria_16S 2669380 2669435 45 99 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 
270742 Bacteria_16S 2725043 2725098 45 99 gi|219857172|ref|NR_024800.1]| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
270742 Bacteria_16S 2747429 2747484 45 99 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
270742 Bacteria_16S 2772873 2772956 17 99 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 2774408 2774491 17 99 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 2775946 2776029 17 99 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 2796908 2796963 45 99 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
270742 Bacteria_16S 2798429 2798484 45 99 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
270742 Bacteria_16S 2799951 2800006 45 99 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 


strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
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Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 2987443 2987498 45 99 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

270742 Bacteria_16S 2988969 2989024 45 99 gi|219846931|ref|NR_026523.1| Skermania piniformis 


strain IFO 15059 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
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Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

270742 Bacteria_16S 3023829 3023884 45 99 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

270742 Bacteria_16S 3069254 3069337 17 99 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

270742 Bacteria_16S 3103871 3103926 45 99 gi|219846853|ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 

270742 Bacteria_16S 3105367 3105450 17 99 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 3115876 3115959 17 99 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

270742 Bacteria_16S 3311349 3311432 17 99 gi|219846713|ref|NR_026305.1| Georgenia muralis 


strain 1A-C 16S ribosomal RNA, partial sequence 3310081 33114 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bo 
270742 Bacteria_16S 3325021 3325076 45 99 gi|219846702|ref 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Micromonosporaceae; Dactylosporangium. 

270742 Bacteria_16S 3326548 3326603 45 99 gi|219846701|ref 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal Micr 
Dactylosporangium. 
270742 Bacteria_16S 3328069 3328124 45 99 gi 
matsuzakiense strain DSM 43810 16S ribosomal RNA, parti 
matsuzakiense Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; Dactylosporangium. 

270742 Bacteria_16S 3329588 3329643 45 99 gi 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Dactylosporangium. 
270742 Bacteria_16S 3334140 3334195 45 99 gi|219846696 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
270742 Bacteria_16S 3335634 3335689 45 99 gi|219846695 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Micromonosporaceae; Actinoplanes. 
270742 Bacteria_16S 3337130 3337185 45 99 gi| 219846694 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 33373 


es; 


219846700 
al sequenc 
e; 


219846699 
ence 33282 
ales; Micr 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
270742 Bacteria_16S 3338640 3338695 45 99 gi| 219846693 |ref|NR_026285.1 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 333881 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

270742 Bacteria_16S 3340152 3340207 45 99 gi|219846692|ref|NR_026284.1 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 333886 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacteriaceae; Mycobacterium. 

270742 Bacteria_16S 3341675 3341730 45 99 gi|219846690|ref|NR_026282.1 


DSM 803 16S ribosomal RNA, partial sequence 


omon 


ref 


ref 


omon 


ref 


neae 
ref 


ceta 


ref 


3323723 33251 


49 3326720 Dacty 


e 3326771 33282 


Actinomycet 


90 3329764 Dacty 


00 Actinoplanes 


3334351 33357 


03 Mycobacterium 


goriellaceae 
NR_026294.1 
9 


Micromonosp 


NR_026293.1 
1 
osporineae; 


NR_026292.1 
3 
ales; Micro 
NR_026291.1 
1 
osporineae; 


NR_026288.1 
; Micromonos 
NR_026287.1 
9 
les; Micromo 


NR_026286.1 


97 Georgenia muralis Bacteria; 


; Georgenia. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Micromonospora rosaria 


3340376 3341852 Micromonospora rosaria Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


270742 Bacteria_16S 


thailandense DSM 


Bacteria; Actinob 
Dactylosporangium. 
270742 Bacteria_16S 


inositola DSM 438 


Bacteria; Actinob 


Micromonospora. 


270742 Bacteria_16S 


aurantiaca DSM 43 


Bacteria; Actinob 


Micromonospora. 


270742 Bacteria_16S 


halophytica DSM 4 


Bacteria; Actinob 


Micromonospora. 


270742 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


270742 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


270742 Bacteria_16S 
citrea strain DSM 


Bacteria; Actinob 
Promicromonospora 


270742 Bacteria_16S 


strain DSM 20167 


strain CIP 103259 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
270742 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


270742 Bacteria_16S 


atlantica strain 
atlantica Bacteri 


Pseudoalteromonas. 
270742 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


270742 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


270742 Bacteria_16S 


strain DSM 43205 
Actinobacteria; A 


270742 Bacteria_16S 


strain DSM43338 
Actinobacteria; A 


270742 Bacteria_16S 


strain DSM 4954 1 
Actinobacteria; A 


270742 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


270742 Bacteria_16S 


strain DSM 40089 
Actinobacteria; A 


270742 Bacteria_16S 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


3343201 3343256 45 99 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3344721 3344776 45 99 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3346249 3346304 45 99 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 
al 


3347775 3347830 45 99 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 
3349301 3349356 45 99 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3366279 3366377 1 99 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3396476 3396531 45 99 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


ti 
ri 


en 
al 


3401013 3401096 17 99 


gi 
oc 
3414746 3414829 17 99 gi 
16S ribosomal RNA, partial sequence 


3417699 3417782 17 99 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3428098 3428180 17 99 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


ae 


eq 


, 


3432466 3432521 45 99 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3448722 3448805 17 99 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
3473210 3473265 45 


s 
Ac 


s 
Ac 
La 
99 gi 
ctinobacteridae; Actinomycetales; Cory 
3474745 3474800 45 99 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3476268 3476323 45 99 gi 


ne 


ctinobacteridae; Actinomycetales; Cory 
3477794 3477849 45 99 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3485268 3485351 17 


al 
e; 
99 gi 
ctinobacteridae; Actinomycetales; Stre 
3486835 3486918 17 99 gi 
n DSM 40581 16S ribosomal RNA, partial 


ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 


pt 


s 
A 


270742 Bacteria_16S 


nc 
al 


ce 


219846689 
33419 
Micr 


e 
es; 


219846688 
33434 
Micr 


es; 


219846687 
33449 
Micr 


es; 


219846686 
33464 
Micr 


es; 


219846685 
33480 
Micr 


es; 


219846673 
al seque 


diales; 


219846648 
ce 33951 
Micr 


es; 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
270742 Bacteria_16S 


, 


219846626 


uence 


219846623 


equence 


219846611 


equence 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
bacterin 
219846593 


34734 


nebacterin 
219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
nebacterin 
219846591 


sequenc 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
omycinea 
219846585 


equence 
ctinomyc 


3493024 3493079 45 99 


gi 


219846581 


chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 


occineae 
219846635 
34134 
nomycineae 
219846633 
tial seque 
Actino: 


Alteromo 


tinomyce 


tinomyce 


Actinomycet 


ref|NR_026281.1 
03 3343371 Dacty 
omonosporineae; 


ref |NR_026280.1 
22 3344899 Micro 
omonosporineae; 


ref |NR_026279.1 
50 3346425 Micro: 
omonosporineae; 


ref |NR_026278.1 
76 3347951 Micro: 
omonosporineae; 


ref|NR_026277.1 
02 3349477 Micro: 
omonosporineae; 


ref 
nce 


NR_026265.1 

336503 
Clostridiaceae; 
ref |NR_026240.1 
98 3396650 Promic 
ococcineae; Pro 


ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref|NR_026225.1 
nce 341641 
mycetales; Actin 
ref|NR_026218.1 

3426820 342824 
nadales; Pseudoa 


ref|NR_026215.1 
3431175 343257 
tales; Corynebac 


ref |NR_026203.1 

3447437 344895 
tales; Streptomy 
ref|NR_026186.1 
eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref |NR_026184.1 


eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


1 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Micromonospora 


monospora inositola 


Micromonosporaceae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Promicromonospora 
romonospora citrea 


micromonosporaceae 7 


Arthrobacter sulfureus 


sulfureus Bacteria; 


v 


Arthrobacter. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Actinomyces 

6 3417841 Actinomyces 
omycineae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
lteromonadaceae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Streptomyces 
2 Streptomyces 


cineae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 
1 Rhodococcus 
bacterineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 
ycineae; 


ref|NR_026173.1 
3491744 349320 


Mycobacterium 
9 Mycobacterium 


chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


270742 Bacteria_16S 
strain DSM 20145 


270742 Bacteria_16S 
testaceum strain 
testaceum Bacteri 
Microbacterium. 
270742 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae; 
270742 Bacteria_16S 
imperiale strain 
imperiale Bacteri 
Microbacterium. 
270742 Bacteria_16S 
lacticum strain D 
lacticum Bacteria 
Microbacterium. 
270742 Bacteria_16S 


’ 


faecium strain ACM 3679 16S ribosomal RNA, partial sequ 


Bacteria; Firmicutes; 
270742 Bacteria_16S 
strain 1066 16S r 


270742 Bacteria_16S 

komossense strain Ko2 
Bacteria; Actinob 
Mycobacterium. 
270742 Bacteria_16S 
strain 3015 16S r 


270742 Bacteria_16S 

strain ATCC 35799 16S 
Bacteria; Actinob 
Mycobacterium. 
270742 Bacteria_16S 

strain ATCC 43910 16S 
Bacteria; Actinob 
Mycobacterium. 
270742 Bacteria_16S 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


DSM 20166 16S ribosomal RNA, partial s 


a; Actinobacteria; Actinobacteridae; Act 


in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 


DSM 20530 16S ribosomal RNA, partial s 


a; Actinobacteria; Actinobacteridae; Act 


SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


acteria; Actinobacteridae; Actinomycet 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


3506419 3506502 17 99 gi|219846572 
oc 
219846571 


equence 


3507937 3508020 17 99 gi 


3509458 3509541 17 99 gi| 219846570 


2 
1 
3510978 3511061 17 


99 219846569 


equence 


gi 


3512502 3512585 17 99 219846568 
quence 


ti 


gi 


3585774 3585832 41 99 219846519 
ence 35844 
Clostridia; Clostridiales; Veillonellaceae; 
3616373 3616428 45 99 gi|219846495 
3615060 36165 
nebacterin 
219846494 
ce 36165 


al Cory 


gi 


3617883 3617938 45 99 gi 
16S ribosomal RNA, partial sequen 
es; 
3625014 3625069 45 99 gi| 219846489 
3623734 36252 
nebacterin 
219846488 
36252 
Cory 


3626559 3626614 45 
ribosomal RNA, 


99 gi 
complete sequence 
ales; 
3637304 3637359 45 99 gi 
ribosomal RNA, partial sequence 


219846481 
36360 
Cory 


ales; 


3664897 3664952 45 99 gi| 219846462 


occineae 


inomycet 


sequence 


Actinomy 


inomycet 


nomyceta 


ref |NR_026164.1 


; Microbacteria 
ref|NR_026163.1 

3506673 35081 
ales; Micrococc 


, 


ref|NR_026162.1 
3508192 35096 
cetales; Microc 


ref|NR_026161.1 
3509716 351118 
ales; Micrococc 


’ 


ref|NR_026160.1 
3511236 351270 
les; Micrococci 


ref|NR_026111.1 
36 3585946 Phasc 
Phascolarctobac 
ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacter 
ref|NR_026086.1 
66 3618027 Mycob 
nebacterineae; 


ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; 


ref |NR_026073.1 
02 3637503 Mycoba 


nebacterineae; 


NR_026054.1 


4 
i 


6 


fe} 


i 


n 


fo} 


i 


a 
M 


M 


M 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 
c 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 


ycobacteriaceae; 


Mycobacterium 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


270742 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


270742 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


270742 Bacteria_16S 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


270742 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


270742 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


270742 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


270742 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

3678612 3678695 17 99 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3713240 3713295 45 99 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


ue 
es 


en 
al 


3714701 3714756 45 99 gi 
rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 

3722244 3722299 45 99 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


eq 
ae 


ce 
al 


3787827 3787925 2 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3802875 3802930 2 57 gi 


99 gi 


270742 Bacteria_16S 


eq 


219846452 


219846428 


219846427 


219846420 


219846372 
3786577 37880 


219846361 


ibosomal RNA, partial sequence 3801626 38030 
psilonproteobacteria; Campylobacterales; Helicob 
3822800 3822855 2 57 gi| 219846348 


uence 
inomycet 


nce 
; Deferr 
ce 37119 
es; Micr 


uence 


; Actino 


37209 


es; Cory 


bosomal RNA, partial sequence 3821543 38230 
psilonproteobacteria; Campylobacterales; Helicob 
3918550 3918605 45 99 gi| 219846282 


3663577 366509 
ales; Corynebact 


2 Mycobacterium 
erineae; 


, 


ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


Deferribacter 

5 Deferribacter 
ferribacter. 
Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


NR_026018.1 
3713443 371485 
mycetales; Micro 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


ref|NR_026011.1| Mycobacterium 
52 3722442 Mycobacterium hassiacum 
nebacterineae; Mycobacteriaceae; 


ref|NR_025963.1| Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 
ref|NR_025952.1| Helicobacter hepaticus 
95 Helicobacter hepaticus Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025939.1| Helicobacter muridarum 
20 Helicobacter muridarum Bacteria; 
acteraceae; Helicobacter. 


ref|NR_025872.1| Spirilliplanes 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; 


Spirilliplanes. 


270742 Bacteria_16S 3923244 392332717 99 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 3927986 3928069 17 99 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

270742 Bacteria_16S 3929567 3929650 17 99 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 4039744 4039799 45 99 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

270742 Bacteria_16S 4063789 4063844 45 99 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

270742 Bacteria_16S 4069848 4069931 17 99 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

270742 Bacteria_16S 4074396 4074451 45 99 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 
270742 Bacteria_16S 


strain W4937 16S 


Mycobacterium. 
4116621 4116676 45 99 
ribosomal RNA, partial sequence 


gi 


219846140 
4115405 41168 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ref |NR_025730.1 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


nebacterineae; Nocardiaceae; Rhodococcus. 
270742 Bacteria_16S 4202318 4202401 17 99 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 4203816 4203899 17 99 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
270742 Bacteria_16S 4211444 4211499 45 99 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
270742 Bacteria_16S 4234250 4234305 45 99 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


270742 Bacteria_16S 
longreachensis st 
longreachensis Bacteria; 


Desulfovibrio. 


270742 Bacteria_16S 
strain Ifremer A3 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Bacteria; 


espejiana strain 
Bacteria; 


Bacteroidetes; 


270742 Bacteria_16S 
strain Fowl 16S ribosomal RNA, partial sequence 


Proteob 
Pseudoalteromonas 
270742 Bacteria_16S 
strain R-10 16S r 
Sp 


11631 11713 LT 99 
rain 16910a 16S ribosomal RNA, 
Proteobacteria; 


gi 
complete 
Deltaproteobacte 


42094 42176 17 99 gi 
65 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibrion 
270742 Bacteria_16S 
strain CTCBS1 16S 


45095 45177 
ribosomal RNA, 


17 99 
complete sequence 


gi 


H 


57352 57434 17 99 gi 
acteria; Gammaproteobacteria; Chromati 
82783 82865 17 99 gi 


NF3 16S ribosomal RNA, partial sequence 


128674 128756 17 99 gi 
261 16S ribosomal RNA, partial sequence 


133244 133342 2 
ibosomal RNA, 
hingobacteria; 


99 
complete sequence 


gi 


169882 169964 17 99 gi 


265679056 


265679036 


265679034 
43805 
Gammaproteobacteria; Oceanospirillales; 
270742 Bacteria_16S 
strain N. Pfennig 
Proteob 
270742 Bacteria_16S 
antarctica strain 
Proteob 
Pseudoalteromonas. 
270742 Bacteria_16S 


265679026 
2611 16S ribosomal RNA, partial sequence 

ales; 
265679009 


acteria; Gammaproteobacteria; Alteromonadales; 
265678977 
acteria; Gammaproteobacteria; Alteromonadales; 
265678974 
131953 13349 
Sphingobacteriales; Rhodothermace 


265678950 
168553 169985 Vibrio metschnikovii Bacteria; 


bacterineae; Mycobacteri 
ref |NR_029364.1 

10342 11910 
ulfovibrionales; 


sequence 
ria; Des 


ref |NR_029344.1 
40774 42243 Vibrio 
aceae; Vibrio. 
ref |NR_029342.1 
45323 
alomonadaceae; Carnimona 
ref |NR_029334.1 
56079 57529 Thiocy 
Chromatiaceae; Thioc 
ref |NR_029317.1 
83011 Pseudo 
seudoalteromonad 


81499 
P 


ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


12740 
P 


ref|NR_029282.1 
5 Rhodothermus 
ae; Rhodothermus 


aceae; Mycobacterium. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Vibrio pectenicida 
pectenicida Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


s. 

Thiocystis gelatinosa 
stis gelatinosa 

ystis. 
Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Pseudoalteromonas 
alteromonas espejiana 


aceae; 


Rhodothermus marinus 


marinus Bacteria; 


ref |NR_029258.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio metschnikovii 


270742 Bacteria_ 


strain PB 1 16S r 
G 


Proteobacteria; 
270742 Bacteria_ 


398 16S ribosomal 
Gammaproteobacter 


270742 Bacteria_ 


strain BG8 16S ri 
G 


Proteobacteria; 
270742 Bacteria_ 


whittenburyi stra 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


Methylococcaceae; 
270742 Bacteria_ 


strain A30 16S ri 
G 


Proteobacteria; 
270742 Bacteria_ 


strain 40 16S rib 
G 


Proteobacteria; 
270742 Bacteria_ 


radiotolerans str 
radiotolerans Bac 


Rubrobacteraceae; 
270742 Bacteria_ 
strain CDC F5101 
Proteobacteria; 

270742 Bacteria_ 


californicum stra 
californicum Bact 


270742 Bacteria_ 


fontislapidosi st 
fontislapidosi Ba 


Idiomarina. 
270742 Bacteria_ 
69 16S ribosomal 


Gammaproteobacter 


270742 Bacteria_ 


ushuaiensis strai 
Proteob 


Bacteria; 
270742 Bacteria_ 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


270742 Bacteria_ 


daecheongense str 
daecheongense Bac 


Chryseobacterium. 
270742 Bacteria_ 


strain BCH 16S ri 
G 
270742 Bacteria_16S 
defluvii strain B 
Bactero 
270742 Bacteria_16S 
strain NGA 16S ri 
Sy 
270742 Bacteria_16S 


Proteobacteria; 


Bacteria; 


Synergistetes; 


strain DSM 30039 
Proteobacteria; 


histaminiformans 
histaminiformans 


270742 Bacteria_16S 
valvarum strain M 
Proteob 
270742 Bacteria_16S 


Bacteria; 


B 


G 
270742 Bacteria_16S 
6611 16S ribosoma 
Gammaproteobacter 
270742 Bacteria_16S 


cteria; Proteobacteria; Gammaproteobac 
16S 487104 487186 17 99 gi 
RNA, partial sequence 485792 487 
ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 488675 488757 17 99 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
16S 548236 548318 17 99 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 
16S 566649 566747 2 99 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
16S 598140 598222 17 99 gi 
bosomal RNA, partial sequence 596 
ammaproteobacteria; Chromatiales; Chro 


16S ribosomal RNA, partial sequence 689 
ammaproteobacteria; Enterobacteriales; 
733171 733253 17 99 gi 
1 RNA, partial sequence 731878 733 
ia; Chromatiales; Chromatiaceae; Thioc 
736113 736211 1 99 gi 
strain MR2 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clos 
754985 755067 17 99 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
773333 773431 2 99 gi 


teria; Alt 


ce 
irillales; 


ial sequen 
cteria; Al 


sequence 
lavobacter 


matiaceae; 


622482 622580 2 99 gi| 265678637 
2 16S ribosomal RNA, partial sequence 62122 
idetes; Flavobacteria; Flavobacteriales; Flavoba 
677182 677280 2 99 gi| 265678598 
bosomal RNA, partial sequence 675861 67745 
nergistia; Synergistales; Synergistaceae; Anaero 
690752 690834 17 99 gi| 265678589 


apsa. 
265678558 
sequence 

tridiales; 
265678543 
ence 75371 
cteriales; 
265678531 


265678727 
320 Vibri 


265678726 
48737 


265678687 


265678675 


265678654 
871 59824 


459 69096 
Enterobac 
265678560 
268 Thioc 


, 


ce 546976 54845 
teromonadales; 


8 
P 


ref |NR_028980.1 

565378 566823 
iales; Flavobact 
ref |NR_028959.1 
Thiobaca. 
ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref|NR_028903.1 
6 Anaerobaculum 
baculum. 
ref |NR_028894.1 


teri 
ref 
apsa 


aceae; Citro 
NR_028864.1 
rosea Bacte 


ref |NR_028862.1 

734793 736329 
Veillonellacea 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 


suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 


suicloacalis Bacteria; 


e: 


16S 172867 172949 17 99 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
ibosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 174376 174458 17 99 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 

ia; Vibrionales; Vibrionaceae; Aliivibrio. 

16S 191151 -191233 17 99 gi|265678936|ref|NR_029244.1| Methylomicrobium album 

bosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
ammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

16S 194171 194253 17 99 gi|265678934|ref|NR_029242.1| Methylobacter 

in 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 


Methylococcales; 


Methylobacter. 
16S 197192 197274 17 99 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
bosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 
ammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
16S 223467 223549 17 99 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
osomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
16S 262902 262984 17 99 gi| 265678885 |ref|NR_029191.1| Rubrobacter 

ain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 

teria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 

Rubrobacter. 
16S 290122 290204 17 99 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
16S 300773 300871 2 99 gi|265678860|ref|NR_029166.1| Mycoplasma 

in ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 

eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
16S 367436 367518 17 99 gi|265678810|ref|NR_029115.1| Idiomarina 

rain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 


eromonadales; Idiomarinaceae; 
ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 
ref|NR_029031.1| Marinomonas 

1 488866 Marinomonas ushuaiensis 
Marinomonas. 

ref|NR_028992.1| Pseudoalteromonas 


Pseudoalteromonas 
seudoalteromonadaceae; 


Chryseobacterium 
Chryseobacterium 


eriaceae; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Chryseobacterium 
obacterium defluvii 
seobacterium. 
Anaerobaculum mobile 
mobile Bacteria; 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Thiocapsa rosea strain 
ria; Proteobacteria; 


Allisonella 
Allisonella 
Allisonella. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 


’ 


ref |NR_028835.1 
772034 773579 


Atopostipes 
Atopostipes 


Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 


270742 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


270742 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


270742 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


270742 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


270742 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


270742 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


270742 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


270742 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


270742 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


270742 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


270742 Bacteria_16S 


strain JB-A2 16S 


Proteobacteria; G 


270742 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


270742 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


270742 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; G 


270742 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


270742 Bacteria_16S 


13501 16S ribosom 
Proteobacteria; B 


270742 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


270742 Bacteria_16S 


AT1047 16S riboso 
Flavobacteria; Fl 


270742 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


270742 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


270742 Bacteria_16S 
strain ATCC 33508 16S ribosomal RNA, p 
Ga. 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


270742 Bacteria_16S 
ain 743B 16S ribosomal RNA, partial se 
cl 


cellulovorans str 
cellulovorans 743 


791844 791926 17 99 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
6S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

796350 796432 17 99 gi|265678515|ref|NR_028818.1| Leptospirillum 
n P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

801032 801130 2 99 gi|265678512|ref|NR_028815.1| Kaistella koreensis 

ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

802633 802691 41 99 gi|265678511|ref|NR_028814.1| Thermaerobacter 
in C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

842271 842329 41 99 gi|265678485|ref|NR_028788.1| Marinospirillum 
in 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
acteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

938377 938459 17 99 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

970845 970903 41 99 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
rain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

987643 987725 17 99 gi| 265678386 |ref|NR_028688.1| Citrobacter murliniae 
9 16S ribosomal RNA, partial sequence 986336 987865 Citrobacter murliniae 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

989223 989305 17 99 gi|265678385|ref|NR_028687.1| Citrobacter braakii 
bosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

990803 990885 17 99 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 
ibosomal RNA, partial sequence 989496 991017 Citrobacter sedlakii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

1001617 1001699 17 99 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1010625 1010707 17 99 gi|265678371|ref|NR_028673.1| Shewanella algae 


ibosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
1119612 1119694 17 99 
bosomal RNA, partial sequence 
acteria 


gi 


1152925 1153007 17 


99 gi 


ribosomal RNA, partial sequence 1151622 11530 

ammaproteobacteria; Alteromonadales; Psychromona 
1157418 1157516 2 99 gi| 228721492 

12112 16S ribosomal RNA, partial sequence 11561 
a; Fusobacteria; Fusobacteriales; Fusobacteriace 
1193752 1193834 17 99 gi| 228715722 

al RNA, complete sequence 1192457 1193978 Borde 
etaproteobacteria; Burkholderiales; Alcaligenace 
1230048 1230130 17 99 gi| 219878280 


ribosomal RNA, partial sequence 


1273761 1273859 2 
mal RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
1275183 1275281 2 99 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1343571 1343653 17 99 


99 gi 
Sej 
gi 


gi 


1355802 1355884 17 99 gi 


costicola Bacteria; Proteobacteria; 


1357243 13573411 99 gi 


B Bacteria; Firmicutes; Clostridia; 


270742 Bacteria_16S 
turnerae strain T7902 16S ribosomal RNA, partial sequence 


1378442 1378524 17 99 gi 


1009316 10108 
s 


1118333 11198 
Gammaproteobacteria; Enteroba 


1228770 12302 
ammaproteobacteria; Pseudomonadales; P 


1272544 1273908 Sejon 
1273959 12753 
Flavoba 


somal RNA, partial sequence 1342254 1343799 Ferri 
ammaproteobacteria; Alteromonadales; F 


hewanellac 
228716249 


cteriales; 
253680755 


seudomonad 
219846220 


ongia. 
219846219 


cteriaceae 
228721107 


errimonada 
228720264 
artial seq 
mmaproteob 


228720131 
quence 
ostridiale 


Shewanella 
NR_027549.1 


eae; 
ref 


Enterobacteriac 
ref|NR_028003.1 
67 Psychromonas 
daceae; Psychrom 
ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_027537.1 
tella hinzii LMG 
ae; Bordetella. 
ref|NR_025419.1 


acea 
ref 
gia 


e; Cellvibri 
NR_025810.1 
jeonii Bacte 


ref|NR_025809.1 


; Se 
ref 
mona 
ceae 
ref 
uenc 
acte 


jongia. 
NR_027602.1 
s balearica 
; Ferrimonas 
NR_027590.1 
e 135446 
ria; Vibrion 


ref|NR_027589.1 
1356004 135748 
s; Clostridiacea 


228717562 


53 Shewanella algae Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Psychromonas kaikoae 


kaikoae Bacteria; 


onas. 
Streptobacillus 
obacillus moniliformis 
lus. 
Bordetella hinzii LMG 
13501 Bacteria; 


Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Ferrimonas balearica 
DSM 9799 Bacteria; 
Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Clostridium 
9 Clostridium 
e; Clostridium. 


ref |NR_027564.1 


Teredinibacter 


1377167 1378635 Teredinibacter turnerae T7901 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 


Teredinibacter. 


270742 Bacteria_ 


strain 08145 16S 
Proteobacteria; 


strain MP145 16S 


Tenericutes; Moll 
270742 Bacteria_ 


strain M1063U/93 
Proteobacteria; 


270742 Bacteria_ 
strain M2000/95/1 
Proteob 


Bacteria; 


270742 Bacteria_ 
la 

Thermoanerobacter brockii subsp. 
Thermoanaerobacte 
270742 Bacteria_ 
strain 8025 16S r 


brockii subsp. 


Proteobacteria; 


270742 Bacteria_ 
strain KMM 231 16 


Proteobacteria; 


270742 Bacteria_ 
strain KMM 227 16 


Proteobacteria; 


270742 Bacteria_ 
strain B8 16S rib 
B 


Proteobacteria; 


270742 Bacteria_ 
strain B6 16S rib 


G 
270742 Bacteria_ 


G 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 1431259 1431341 17 99 gi 


ammaproteobacteria; Pasteurellales; Pa 
16S 1443617 1443699 17 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
16S 1506880 1506961 18 99 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; Thermo 
1512944 1513026 17 99 gi 
ibosomal RNA, partial sequence 


rales; 
16S 


osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
16S 1550917 1550999 17 99 gi 
osomal RNA, partial sequence 


1392046 13934 


16S ribosomal RNA, partial sequence 1429972 14314 
steurellac 


1511717 15130 


1548180 15495 
ua 


1549646 15510 


224581435 


224581426 

14423 
llales; 
219846365 
somal RNA, 
Bacteria; 
an 
219878127 


219857244 


Pa 


aerobact 


bacterium. 


16S 1382868 1382950 17 99 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

16S 1393271 1393369 2 99 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_027207.1| Actinobacillus scotiae 
29 1443825 Actinobacillus scotiae 
steurellaceae; Actinobacillus. 
ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 

er. 
ref|NR_025266.1| Histophilus somni 
77 Histophilus somni Bacteria; 


Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 
16S 1546437 1546519 17 99 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
16S 1547952 1548034 17 99 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
16S 1549451 1549533 17 99 gi|219857245|ref|NR_024875.1| Aquabacterium commune 


95 Aquabacterium commune Bacteria; 


ref |NR_024874.1 
61 Aquabacterium 


Aquabacterium parvum 
parvum Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

270742 Bacteria_16S 1652483 1652565 18 99 gi|219878441|ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

270742 Bacteria_16S 1660176 1660258 17 99 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

270742 Bacteria_16S 1667856 1667938 17 99 gi|219878430|ref|NR_025569.1| Escherichia albertii 
strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

270742 Bacteria_16S 1670919 1671017 1 99 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270742 Bacteria_16S 1684537 1684635 1 99 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270742 Bacteria_16S 1692128 1692210 17 99 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 

270742 Bacteria_16S 1757876 1757958 17 99 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

270742 Bacteria_16S 1777327 1777409 17 99 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

270742 Bacteria_16S 1793909 1793991 17 99 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

270742 Bacteria_16S 1829050 1829132 17 99 gi|219878317|ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
270742 Bacteria_16S 1862567 1862649 17 99 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

270742 Bacteria_16S 1876276 1876358 17 99 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
strain HK85 16S ribosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

270742 Bacteria_16S 1879333 1879415 17 99 gi| 219878282 |ref|NR_025421.1| Limnobacter 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 


1878060 1879547 Limnobacter 


270742 Bacteria_ 
strain DSM 11334 
Proteobacteria; 

270742 Bacteria_ 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteob 


Bacteria; 
270742 Bacteria_ 


joostei strain LM 


joostei Bacteria; 
270742 Bacteria_ 


strain Se-1111R 1 
B 


Proteobacteria; 
270742 Bacteria_ 


strain 95Al 16S r 
G 


Proteobacteria; 
270742 Bacteria_ 
strain DSM 169 16 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


Desulfovibrio. 


270742 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; 


strain NCIMB 8633 
Proteobacteria; 


strain 128 16S ri 
Tenericutes; Moll 


270742 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


ruthenica strain 
Bacteria; 
Pseudoalteromonas 


270742 Bacteria_16S 


issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 


270742 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


270742 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; 


spermatophilum st 
spermatophilum Ba 


270742 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


B 


G 
270742 Bacteria_16S 
defragrans strain 
Proteob 
270742 Bacteria_16S 
strain T9 16S rib 
G 
270742 Bacteria_16S 
strain 63 16S rib 
G 
270742 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


Proteob 


G 
270742 Bacteria_16S 


16S 1898003 1898085 17 99 gi 
etaproteobacteria; Burkholderiales; Al 


16S 1905297 1905379 17 99 gi 


acteria; Gammaproteobacteria; Chromati 
16S 1920337 1920435 2 99 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
16S 1947794 1947876 17 99 gi 


etaproteobacteria; Burkholderiales; Al 
16S 1962962 1963044 17 99 gi 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
16S 2030047 2030129 17 99 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
2074504 2074586 17 99 gi 

54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2086797 2086879 17 99 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2092795 2092877 17 99 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2163941 2164023 17 99 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2171653 2171735 17 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2173204 2173286 17 99 gi 

16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2198918 2199016 2 99 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2201927 2202025 2 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212502 2212600 2 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214002 2214100 2 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2272073 2272155 17 99 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


2273546 2273628 17 99 gi 
ain KMM 3549 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


1 
er 
2278193 2278275 17 99 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2281202 2281300 2 99 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2284280 2284362 17 99 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2368888 2368986 2 99 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2370370 2370468 2 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


e 
oc 


et 


se 
la 


219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
ca 
219878260 


al 
219878248 
ue 
ct 
219878230 
6S ribosomal RNA, partial sequence 1946525 19480 
ca 
219878220 
1961654 19631 
st 
219878176 
2028754 20 
ma 
219878141 
en 
ri 
219878132 
2085504 20 
Alcani 
219878128 
2091488 20930 
he 
219857626 
eq 
te 


219857621 


se 
219857620 


se 
219857600 
2197691 21991 


219857598 
2200688 22021 


219857591 
2211275 22127 


219857590 
2212774 22142 


219857552 
en 


na 


219857551 


219857548 
219857546 
2279959 22814 


219857544 
2282981 22844 


219857481 


219857480 


ligenace 


19040 


es; Chro 


nce 
eriales; 


ligenace 


eurellac 


301 


tiaceae; 


ce 20 
ales; 


732 
Al 


870 
vor 


wanellac 


uence 


ria; Des 


21703 
udomonad 


21719 
udomonad 


ce 22707 
dales; P 


sequence 
ia; Alte 


22768 
cales; M 


hylococe 


quence 
smatacea 


ref|NR_025404.1 
ae; Bordetella. 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref|NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025369.1 


Bordetella. 
NR_025359.1 


ae; 
ref 


Pasteurell 
NR_025315.1 


eae; 
ref 


Chromatium. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025271.1 


acac 
ref 


eae; Alcaniv 
NR_025267.1 


Shewanella 
NR_025215.1 
162629 216416 


ulfovibrionales; 


eae; 
ref 


ND 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref |NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025188.1 


ref|NR_025186.1 


ref|NR_025179.1 


ref|NR_025178.1 


ref|NR_025140.1 
90 2272278 Pseudo 
seudoalteromonad 


ref|NR_025139.1 
2272329 227377 
romonadales; Pse 


ref |NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025134.1 


ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025069.1 

2367647 236907 
e; Mycoplasma. 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 

Bordetella petrii 


20 Bordetella petrii Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
a. 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Methylobacter marinus 
marinus Bacteria; 
cter. 

Mycoplasma 
5 Mycoplasma 


ref|NR_025068.1 


Mycoplasma primatum 


2369126 2370587 Mycoplasma primatum Bacteria; 


270742 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


270742 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


270742 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


270742 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


270742 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


270742 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


270742 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


270742 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


270742 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


270742 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


270742 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


270742 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


270742 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


270742 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


270742 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


270742 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; 


270742 Bacteria_ 


strain JCM1679 1 
Proteobacteria; 


270742 Bacteria_ 


strain ATCC 7006 
Firmicutes; Clos 


270742 Bacteria_ 


saccharophila st 
saccharophila Ba 


270742 Bacteria_ 


strain S-1 16S r 
Proteobacteria; 


270742 Bacteria_ 


2371881 2371979 2 99 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2399148 2399246 1 99 gi 
SW28 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Sporo 
2408329 2408427 2 99 gi 


gi 


ne 


avobacteria; Flavobacteriales; Flavobact 
2412989 2413071 17 99 gi 
ain AML-D4 16S ribosomal RNA, partial 


teria; Proteobacteria; Gammaproteobact 


se 
er 


2414553 2414635 17 99 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2431170 2431228 41 99 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2440294 2440376 17 99 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


gi 
et 


qu 
di 


s 
er 


2478064 2478162 2 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2547121 2547203 17 99 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2586997 2587079 17 99 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2614782 2614864 17 99 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2636143 2636225 17 99 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2637707 2637789 17 99 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2650009 2650091 17 99 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2651512 2651594 17 99 gi 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2757892 2757950 41 99 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


99 gi 


ma. 


qu 
ob 


, 


ct 


E 


Oc 


pi 


al 
di 
2763763 2763845 17 


99 gi 


acteria; Gammaproteobacteria; Enterobact 


2765279 2765361 17 99 gi 


sa 
219857455 
6S ribosomal RNA, partial sequence 2407067 24085 
eriaceae 
219857452 


16S ribosomal RNA, partial sequence 2762542 27 


219857479 
2370638 23720 


219857461 
23978 


e 
rcina. 


quence 


219857451 
2413261 24147 
hylococec 
219857437 


ence 
ales; 


219857398 
2476824 24782 


219857346 


2545 
monadac 


219857277 


ence 


2634 
eriales 


219857233 


2636 
nteroba 


219857225 
2648722 26501 


yclacea 


219857224 
2650247 2651682 Azosp 


ra. 


219857148 


sequ 
ales; 


en 
Cc 


219857142 


63 


eriales 


219857141 


ia; Meth 


Ru 
219857428 
equence 
ia; Meth 


acteria; 
219857256 
2613469 26150 
Desulfov 
219857234 


ref|NR_025067.1 


ref|NR_025049.1 
69 2399376 Sporos 


ref |NR_025043.1 


; Riemerella. 
ref|NR_025040.1 

2411699 241321 
ylococcales; Met 
ref|NR_025039.1 
aceae; Methylos 
ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


ref|NR_024986.1 


ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 
ref|NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024862.1 
42 2636362 Citro 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024853.1 


8 
e 


8 


, 


4 
c 


, Az 
ref 
ira 


e onexus. 
NR_024852.1 


oryzae Bacte 


ref |NR_024776.1 
e 2756546 275805 
ostridiales Fami 


c 
1 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref |NR_024769.1 


9 


’ 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Sporosarcina 
arcina aquimarina 


Riemerella columbina 


26 Riemerella columbina Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
a 


rcina. 
Papillibacter 
9 Papillibacter 
apillibacter. 
Methylobacter 
1 Methylobacter 
hylococcaceae; 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 
Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azospira oryzae strain 
ria; Proteobacteria; 


Thermaerobacter 
6 Thermaerobacter 


ly XVII. Incertae Sedis; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


S ribosomal RNA, partial sequence 


2763991 27654 


56 Edwardsiella ictaluri Bacteria; 


Gammaproteobacteria; Enterobacteriales; 
16S 2766795 2766877 17 99 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2846938 2847035 1 99 gi 
97 16S ribosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiales Fa 
16S 2850045 2850127 17 99 gi 
rain DSM 654 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobacte 
16S 2893295 2893377 17 99 gi 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 


mi 
219856891 


ied: 
219856861 
2892009 28935 
on 


16S 2905462 2905520 41 99 gi 


Enteroba 


219857140 
2765507 27669 


Enteroba 


219856893 


2845 
ly XIII 


sequence 


a; Burk 


aceae; 


219856853 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


cteriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 


ref|NR_024680.1 


Cc 


6 


h 


Vibrio. 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 

Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Pelomonas 

6 Pelomonas 

monadaceae; Pelomonas. 
Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


ref |NR_024672.1 
2904128 290561 


Thermaerobacter 
5 Thermaerobacter 
Incertae Sedis; 


270742 Bacteria_16S 


japonicum strain 


japonicum Bacteri 
270742 Bacteria_16S 


strain JCM1234 16 
Proteobacteria; 


Proteobacteria; 


270742 Bacteria_16S 
amylophilus strai 
Proteob 
270742 Bacteria_16S 


Bacteria; 


antarctica strain 


antarctica Bacter 


Psychromonas. 


270742 Bacteria_16S 
bizzozeronii stra 
bizzozeronii Bact 


Helicobacter. 


270742 Bacteria_16S 


strain NCTC 9810 
Firmicutes; 


acanthamoebae Bac 


270742 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; 


strain ATCC 29903 
Proteobacteria; 


Incertae Sedis; 


termitidis Bacter 
Desulfovibrio. 


270742 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 


Pseudoalteromonas. 
270742 Bacteria_16S 


carrageenovora st 


G 
270742 Bacteria_16S 
strain lacT 16S r 
D 


ibosomal RNA, partial sequence 3042319 30437 
eltaproteobacteria; Desulfovibrionales 


’ 


Desulfov 


2932791 2932873 17 99 gi|219856835|ref|NR_024654.1| Pseudospirillum 
ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
a; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

2952489 295257117 99 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

3043616 3043698 17 99 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 


95 Desulfovibrio 
ibrionaceae; Des 


zosterae Bacteria; 
ulfovibrio. 


3096387 3096469 17 99 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3117418 3117500 17 99 gi 


219846858 
ence 30950 
dales; Suc 
219846844 
uence 


ref 


cini 
ref 


79 3096617 Rumin 


NR_026450.1 
° 
vibrionacea 
NR_026436.1 


Ruminobacter 


bacter amylophilus 
e: 


Ruminobacter. 
Psychromonas 


’ 


Clost 
270742 Bacteria_16S 
acanthamoebae str 


B 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 
aotearoense strai 
aotearoense Bacte 
T 
270742 Bacteria_16S 
termitidis strain 


star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteria; 
3212803 3212885 18 99 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


al 


3229449 3229547 1 99 gi 


Clostridiales Fami 
3233999 3234053 1 55 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3270168 3270250 17 99 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3273278 3273360 17 99 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3323444 3323542 1 99 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3379884 3379966 17 99 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


ridia; Clostridiales; 


hl 


E 


al 


a; 


3422172 342225417 
in NCIMB 8 
eria; Prot 


99 gi 
614 16S ribosomal RNA, parti 
eobacteria; Gammaproteobacte 


al 
ri 


3425139 3425221 17 99 gi 


rain ATCC 12662 16S ribosomal RNA, parti 


219846780 
te. 


219846768 
16S ribosomal RNA, partial sequence 3228194 32296 


219846765 
qu 


219846741 
3268876 32703 
pt 
219846739 
219846704 
er 
219846663 
eq 


219846630 


219846628 


sequenc 
ria; 


ly XI. I 
ence 

amydiace 
othrix. 


32719 
nterobac 


sequenc 
obactera 


uence 
Desulfo 


sequenc 
a; Alter 


al seque 


Alteromonad 


Campylo 


w 


116131 311762 
ales; Psychr 


9 Psychromonas 
omonadaceae; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


ref|NR_026372.1 
e 3211554 321297 
bacterales; 


Anaerococcus octavius 
00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 
ref|NR_026357.1| Parachlamydia 

3232707 3234247 Parachlamydia 

ae; Parachlamydia. 

ref |NR_026333.1| Leptothrix mobilis 

96 Leptothrix mobilis Bacteria; 


ref|NR_026360.1 


ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


Shigella flexneri 
la flexneri Bacteria; 
lla. 
Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


ref 
nce 


NR_026220.1 
342386 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonad 
270742 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; 


strain 717 16S ri 
Proteobacteria; 


strain ATCC 14048 
Proteobacteria; 


strain ATCC 35912 
Bacteria; Proteob 


270742 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


270742 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


270742 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


270742 Bacteria_16S 


G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


aceae; Pseudoalteromonas. 

3560100 3560182 17 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3561615 3561697 17 99 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3566101 3566183 17 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3569112 3569194 17 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3590389 3590471 17 99 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3647968 3648050 18 99 

S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3692152 3692250 2 99 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


on 


on 


on 


le 


Id 
gi 


eo 


Ss; 


219846536 


219846535 


3560299 35617 


219846532 


219846530 


219846516 


3589120 35906 


219846473 
3646715 36481 


219846443 
3690909 36923 


355387 
aceae; V 


aceae; V 


35647 
aceae; V 


35678 
Vibri 


Ss; 


nella. 


Helicob 


3695223 3695305 17 99 gi 


219846441 


ref|NR_026128.1| Vibrio proteolyticus 
84 3560248 Vibrio proteolyticus Bacteria; 
ibrio. 

ref|NR_026127.1| Vibrio orientalis 

64 Vibrio orientalis Bacteria; 

ibrio. 

ref|NR_026124.1| Vibrio natriegens 

85 3566250 Vibrio natriegens Bacteria; 
ibrio. 

ref|NR_026122.1| Vibrio cincinnatiensis 
07 3569262 Vibrio cincinnatiensis 
onaceae; Vibrio. 

ref|NR_026108.1| Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Helicobacter salomonis 
55 Helicobacter salomonis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_026034.1| Mycoplasma adleri 

64 Mycoplasma adleri Bacteria; 


ref|NR_026065.1 


ref|NR_026032.1| Pasteurella aerogenes 


strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


270742 Bacteria_16S 3704187 3704285 2 99 gi| 219846434 


ref|NR_026025.1| Riemerella 


anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 
anatipestifer Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 


270742 Bacteria_16S 3750152 3750234 17 99 gi|219846401 


ref|NR_025992.1| Vibrio scophthalmi 


strain A089 16S ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


270742 Bacteria_16S 3768240 3768322 17 99 gi| 219846386 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 


ref|NR_025977.1| Desulfovibrio 
3766971 3768387 Desulfovibrio 


gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 
270742 Bacteria_16S 3804447 3804529 17 99 gi| 219846360 


ref|NR_025951.1| Bordetella pertussis 


strain 18323 16S ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


270742 Bacteria_16S 3807475 3807557 17 99 gi| 219846358 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 


ref|NR_025949.1] Bordetella 
3806174 3807637 Bordetella 


bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


270742 Bacteria_16S 3825910 3825992 17 99 gi| 219846346 


ref|NR_025937.1| Avibacterium volantium 


strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 


270742 Bacteria_16S 3827398 3827480 18 99 gi| 219846345 


ref|NR_025935.1| Helicobacter felis 


strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


270742 Bacteria_16S 3828957 3829039 17 99 gi| 219846344 


ref|NR_025934.1| Cardiobacterium 


hominis strain 6573 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 


Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 
270742 Bacteria_16S 3854537 3854619 17 99 gi| 219846326 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 38547 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
270742 Bacteria_16S 3880473 38805711 99 gi| 219846309 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 38807 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 


270742 Bacteria_16S 3959038 3959136 1 99 gi| 219846253 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 


Cardiobacteriaceae; Cardiobacterium. 
ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 


ref |NR_025843.1| Sporolactobacillus 
3957761 3959244 Sporolactobacillus 


laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 


270742 Bacteria_16S 3962101 3962183 17 99 gi|219846251 
strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 39622 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 
270742 Bacteria_16S 3984020 3984102 17 99 gi| 219846236 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 39841 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
270742 Bacteria_16S 4030595 4030677 17 99 gi| 219846203 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 40308 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
270742 Bacteria_16S 4053231 4053313 17 99 gi|219846185 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 40519 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 
270742 Bacteria_16S 4065344 4065426 17 99 gi|219846176 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 40655 


ref|NR_025841.1| Rubrivivax gelatinosus 
78 Rubrivivax gelatinosus Bacteria; 


ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 

eae; Idiomarina. 
ref|NR_025793.1| Shewanella marisflavi 
05 Shewanella marisflavi Bacteria; 

eae; Shewanella. 
ref|NR_025775.1| Pseudoalteromonas 
28 4053458 Pseudoalteromonas aliena 
seudoalteromonadaceae; 


ref|NR_025766.1| Desulfovibrio bastinii 
18 Desulfovibrio bastinii Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


270742 Bacteria_16S 4176613 4176695 17 99 gi| 219846096 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 41767 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
270742 Bacteria_16S 4178098 4178180 17 99 gi|219846095 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
270742 Bacteria_16S 4179669 4179751 17 99 gi| 219846094 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 41798 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
270742 Bacteria_16S 4190343 4190425 17 99 gi| 219846083 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; 
Schlegelella. 
270742 Bacteria_16S 4196420 4196502 17 99 gi| 219846078 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceano 
270742 Bacteria_16S 4214497 4214579 17 99 gi| 219846065 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 


ref|NR_025686.1| Achromobacter spanius 
83 Achromobacter spanius Bacteria; 
ae; Achromobacter. 
ref|NR_025685.1] Achromobacter 

4176834 4178306 Achromobacter 
riales; Alcaligenaceae; Achromobacter. 
ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 
eae; Shewanella. 
ref|NR_025673.1| Schlegelella 
189049 4190565 Schlegelella 
Burkholderiales; Comamonadaceae; 


rs 


ref|NR_025668.1| Zooshikella 

195136 4196576 Zooshikella 

spirillales; Hahellaceae; Zooshikella. 

ref|NR_025655.1| Pseudoalteromonas 
4213214 4214713 Pseudoalteromonas 


rs 


translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


270742 Bacteria_16S 4216052 4216134 17 99 gi|219846064 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 


ref|NR_025654.1| Pseudoalteromonas 
4214764 4216269 Pseudoalteromonas 


paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


270742 Bacteria_16S 4246237 4246319 17 99 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

270742 Bacteria_16S 13205 13294 2 91 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

270742 Bacteria_16S 91818 91899 18 99 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

270742 Bacteria_16S 94984 95065 18 99 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270742 Bacteria_16S 183370 183467 2 99 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 


strain 6VI 16S ri 
Firmicutes; Clost 


270742 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


270742 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


270742 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


270742 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


270742 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


270742 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


270742 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 


270742 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


270742 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


270742 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


270742 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


270742 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


270742 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
198644 198741 2 99 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
206544 206625 18 99 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
209617 209714 2 99 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
212724 212821 2 99 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
278076 278161 1 86 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


GMP01 16S ribosomal RNA, partial sequ 


270742 Bacteria_16S 


strain RSA19 16S 


Firmicutes; Bacil 


270742 Bacteria_16S 


nematophilus stra 


tes; Bacillales; Paenibacillaceae; Paenibacillus. 

610301 610382 18 99 gi| 265678645 
ain CMS 530r 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Planococcaceae; P 

701306 701387 18 99 gi| 265678582 
ribosomal RNA, partial sequence 699985 70142 
lales; Paenibacillaceae; Paenibacillus. 

702793 702874 18 99 gi| 265678581 
ribosomal RNA, partial sequence 701473 70290 
lales; Paenibacillaceae; Paenibacillus. 

762576 762657 18 99 gi| 265678538 
in NEMla 16S ribosomal RNA, partial sequence 

nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 

797926 798007 18 99 gi| 265678514 


270742 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


270742 Bacteria_16S 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 


strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
813329 813422 7 99 gi 


182124 18361 


211461 21296 
Clostridiu 


276812 27827 


al sequenc 
nibacillac 


265678875 


ence 43219 


265678504 


2 Clostridium irregulare Bacteria; 


Clostridium. 
265678931|ref|NR_029239.1| Clostridium 
uence 197405 198934 Clostridium 
diales; Clostridiaceae; Clostridium. 
265678926 |ref|NR_029234.1| Taylorella 
sequence 205252 206750 Taylorella 
ria; Burkholderiales; Alcaligenaceae; Taylorella. 
265678923 |ref|NR_029231.1]| Clostridium sporogenes 
208355 209857 Clostridium sporogenes 
idiaceae; Clostridium. 
265678921|ref|NR_029229.1| Clostridium baratii 


8 Clostridium baratii Bacteria; 
m. 
ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 


299255 299352 2 99 gi| 265678861 |ref|NR_029167.1| Anaeroplasma 
train 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
acteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 

314568 314665 2 99 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
3 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

320407 320496 2 91 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
ibosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma 

376419 376500 18 99 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

387202 387286 17 99 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
03 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
acteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 

393371 393452 18 99 gi|265678793|ref|NR_029098.1| Paenibacillus 
in 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

433515 433596 18 99 gi| 265678766 |ref|NR_029071.1| Paenibacillus 


6 433742 Paenibacillus favisporus 


ref|NR_028950.1| Planomicrobium 

609006 610485 Planomicrobium 
lanomicrobium. 
ref|NR_028887.1| Paenibacillus odorifer 


2 Paenibacillus odorifer Bacteria; 


ref|NR_028886.1 
9 Paenibacillus 


Paenibacillus graminis 
graminis Bacteria; 


81203 


ref|NR_028842.1| Paenibacillus 
761257 762788 Paenibacillus 

Paenibacillus. 

ref|NR_028817.1| Paenibacillus 

e 796606 798156 Paenibacillus 

eae; Paenibacillus. 

ref|NR_028807.1| Thioalkalivibrio 


5 813508 Thioalkalivibrio jannaschii 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


270742 Bacteria_16S 


koreensis strain 
Bacteria; 


Firmicutes; 
270742 Bacteria_16S 


899753 899834 18 


Bacillales; 
1009113 1009194 18 


99 


Y¥C300 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


99 


strain T7 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


acidiphilus strai 
acidiphilus Bacte 


strain TO-931 16S 
Firmicutes; Clost 


lales; 
270742 Bacteria_16S 


Bacillaceae; 
1063995 1064076 18 


1101355 1101452 2 


Clostridiales; 
1177183 1177280 2 


Bacillus. 


99 


99 


ribosomal RNA, partial sequence 
ridia; 
270742 Bacteria_16S 


Clostridiaceae; 


99 


DSM 16795 16S ribosomal RNA, partial sequence 


Bacteria; 


Firmicutes; 
270742 Bacteria_16S 


Clostridia; 
1178664 1178753 2 


Clostridiales; 


91 


DSM 12563 16S ribosomal RNA, partial sequence 


Bacteria; Spiroch 


agaridevorans str 
agaridevorans Bac 


270742 Bacteria_16S 
agarexedens strain DSM 1327 16S ribosomal RNA, partial 
agarexedens Bacte 
270742 Bacteria_16S 


stellifer strain 
Bacteria; 


Bacteria; 


Bacteria; 


Firmicutes; Bacil 


270742 Bacteria_16S 
stelliscabiei str 


stelliscabiei Bac 


Streptomycetaceae; 
270742 Bacteria_16S 
xylanilyticus strain XE 16S ribosomal RNA, 


xylanilyticus Bac 


270742 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


270742 Bacteria_16S 


daejeonensis stra 


daejeonensis Bacteria; 
270742 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


aetes; 
270742 Bacteria_16S 

ain DSM 1355 16S ribosomal RNA, partia 
teria; 


1778853 1778934 18 


Spirochaetales; Brachyspiraceae; 


99 


gi|265678445 
Pae 


gi|265678372 


1007814 10092 


gi| 265678335 


n TA-67 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclob 
270742 Bacteria_16S 


gi| 265678309 


gi| 228718376 


1175949 11773 


Clostr 
gi 


idiaceae; 
228718030 


1177428 11788 
Brachysp 


219878351 
1 
Paenibaci 


gi 


89842 
nibacillus. 


acillaceae; 


1100149 11015 
Clostridium. 


sequence 


ref 


ref 


ref 


ref 


ref 


ref 


ira. 
ref 


7 899962 Paeni 


1062699 10642 


Al 


1777548 17790 
Pae 


NR_028747.1 


NR_028674.1 


NR_028637.1 
3 
icyclobacill 
NR_028611.1 


NR_027573.1 
tridium. 


NR_027570.1 


NR_025490.1 
5 
nibacillus. 


b 


Firmicutes; 


Bacillales; 


llaceae; 


Firmicutes; 
270742 Bacteria_16S 
azoreducens strai 


Firmicutes; Bacillales; Alicyclobacillaceae; 
270742 Bacteria_16S 
paucivorans strain 2992-95 16S ribosomal RNA, partial s 
paucivorans Bacte 
270742 Bacteria_16S 
strain KK19 16S r 


1780403 1780484 18 99 gi 
Firmicutes; Bacillales; Paenibaci 
1801518 1801599 18 99 gi 
IS1 16S ribosomal RNA, partial sequenc 
Bacillales; Paenibacillaceae; Pae 
1915667 1915748 18 99 gi 


ria; 


Bacillales; Paenibacillaceae; Pae 
2032951 2033032 18 99 gi 
FR-11 16S ribosomal RNA, partial sequ 
Al 
2040644 2040741 2 99 gi 
Firmicutes; Lactobacillales; Aero 
2048489 2048570 18 99 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus. 
2054750 2054803 47 99 gi 
ain CFBP 4521 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2071452 2071533 18 


ria; 


99 gi 


Paenibaci 
gi 


teria; Firmicutes; Bacillales; 
2089793 2089877 17 99 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2226067 2226148 18 99 gi 
in AM141 16S ribosomal RNA, partial sequ 
Firmicutes; Bacillales; Paenibacil 
2317446 2317523 18 95 gi 
n PBl 72 16S ribosomal RNA, partial sequ 


Ne 


ni 


n CM1l 16S ribosomal RNA, partial sequenc 
Firmicutes; 
270742 Bacteria_16S 

hesperidum strain 


ni 


219878350 
sequence 


aceae; 


e 


ce 20 
icycl 


316 


ccaceae; 


487 


219878155 
sequenc 
nomycet 


Acti 


219878143 
complete seque 


nce 


llaceae; 


219878130 
2088549 2089942 Nevskia r 


vskia. 


219857582 


ence 
laceae; 


219857518 


ence 


P 
19878335 
18002 
bacillus. 
219878252 
19143 
bacillus. 
219878174 
en 


ref 


ref 


ref 


ref 


ref 


Dol 


ref 


ref 


ref 


The 


ref 


ref 


Paen 
ref 


ria; Firmicutes; Bacillales; Paenibacillaceae; Paeni 
270742 Bacteria_16S 2346097 2346178 18 99 gi|219857497|ref 
granivorans strain A30 16S ribosomal RNA, partial sequence 23447 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270742 Bacteria_16S 2356712 2356777 34 99 gi|219857490|ref|NR_025078.1 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 23569 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrion 
Desulfovibrionaceae; Desulfovibrio. 

270742 Bacteria_16S 2432688 2432769 18 99 gi|219857436|ref|NR_025024.1 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paeni 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270742 Bacteria_16S 2444886 2444967 18 99 gi|219857423|ref|NR_025011.1 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Plano 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

270742 Bacteria_16S 2576317 2576398 18 99 gi|219857284|ref|NR_024915.1 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 


asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 


us. 


osicoccus. 


ales; 


amosa Bacte 


ibacillus. 


bacillus. 


NR_025489.1 
1779107 17806 
aenibacillus. 

NR_025474.1 
19 1801737 Paenib 


NR_025391.1 
61 1915860 Paeni 


NR_025313.1 
81 2033165 Alicyc 
obacill 
219878168 
equence 
co 
219878160 
2047168 20 


NR_025307.1 
2039358 20408 


NR_025299.1 
07 Paenibacillus 


NR_025294.1 
e 2053442 20549 
Strept 


NR_025282.1 
2070125 20716 
rmobacillus. 
NR_025269.1 


NR_025170.1 
2224766 22262 


NR_025106.1 
2316148 23175 


NR_025085.1 
86 2346268 Paenib 


1 


b 


6 


1 


fi 


r 


vi 


3 


1 
a 


b 


m. 


Paenibacillus 
acillus koreensis 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Paenibacillus 
acillus stellifer 


Paenibacillus 
acillus azoreducens 


Alicyclobacillus 
Dolosicoccus 

7 Dolosicoccus 

borealis Bacteria; 
Streptomyces 

9 Streptomyces 

omycineae; 

Thermobacillus 


8 Thermobacillus 


ia; Proteobacteria; 
Paenibacillus 
8 Paenibacillus 


Paenibacillus 
1 Paenibacillus 


Paenibacillus 
acillus granivorans 


Desulfovibrio 
7 Desulfovibrio 
les; 


Paenibacillus 
acillus chinjuensis 


Planomicrobium 
icrobium koreense 


Taylorella 


2575008 2576512 Taylorella 


Clostridium hiranonis 
41 Clostridium hiranonis Bacteria; 


Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 
Clos 
Brachyspira murdochii 
68 Brachyspira murdochii DSM 12563 


lobacillus hesperidum 


Paenibacillus borealis 


Nevskia ramosa strain 


270742 Bacteria_16S 2619461 2619542 18 


99 


strain CKB 16S ribosomal RNA, partial sequence 


270742 Bacteria_16S 2622491 2622572 18 
mcmeekinii strain 
Bacteria; Firmicutes; 


270742 Bacteria_16S 


Bacillales; 
2628641 2628722 18 


halotolerans strain NN 16S ribosomal RNA, partial sequence 
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270742 Bacteria_16S 
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270742 Bacteria_16S 
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Bacteria; 


270742 Bacteria_16S 2779036 2779117 18 


Bacillales; 


99 


99 


99 


Paenibacillaceae; 
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gi| 219857173 
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270742 Bacteria_16S 


Firmicutes; 
2786516 2786597 18 
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cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae 
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99 
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Firmicutes; 
3126445 3126538 2 


99 


95 


gi|219857126 


gi| 219846899 


3034695 30361 
Clostridiaceae; 


219846890 
sequence 


gi 


gi| 219846838 


methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 
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De 
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microbium mcmeekinii 


Gracilibacillus 


ibacillus halotolerans 


Paenibacillus 


1 Paenibacillus 


Alkalibacterium 
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cillus. 

Clostridium disporicum 
66 Clostridium disporicum Bacteria; 
Clostridium. 


Facklamia 


3 Facklamia 


Hyphomicrobium 


3 Hyphomicrobium 


methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 


Rhizobiales; Hyphomicrobiaceae; 


270742 Bacteria_16S 3165747 3165828 18 99 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270742 Bacteria_16S 3280845 3280926 18 99 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 

270742 Bacteria_16S 3282364 3282445 18 99 gi 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial 
carbinolicum Bacteria; Firmicutes; Clostridia; 

270742 Bacteria_16S 3283888 3283969 18 99 
wieringae strain 
wieringae Bacteria; 
270742 Bacteria_16S 


gi 
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Eubacteriaceae; Acetobacterium. 
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ref|NR_026324.1| Acetobacterium 
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Acetobacterium. 


ref |NR_026323.1| Acetobacterium woodii 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 


Firmicutes; 
270742 Bacteria 


Clostridia; Clostridiales; 
16S 3529271 3529368 2 


Eubacteriaceae; 
99 gi 


Ac 
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219846557 


ref|NR_026149.1| Clostridium quinii 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
270742 Bacteria_16S 3540007 3540088 18 99 gi 
strain DSM 8721 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
270742 Bacteria_16S 3543134 3543215 18 99 
strain DSM 8716 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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ref|NR_026020.1| Clostridium septicum 


strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
270742 Bacteria_16S 3716156 3716254 2 99 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 


strain CKK 16S ribosomal RNA, complete sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3714904 37163 


67 Mycoplasma pullorum Bacteria; 


270742 Bacteria_16S 3720659 3720756 2 99 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270742 Bacteria_16S 3760784 3760881 2 99 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 


strain Co53T 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 
270742 Bacteria_16S 3789317 3789414 2 99 gi 
AS145 16S ribosomal RNA, partial sequence 


3759507 37610 


219846371 
3788062 3789489 Ehrlichia muris Bacteria; 


Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 


25 Borrelia coriaceae Bacteria; 


Ehrlichia muris strain 
Proteobacteria; 


ref |NR_025962.1 


270742 Bacteria_16S 3790799 3790888 2 91 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

270742 Bacteria_16S 3792339 3792428 2 91 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

270742 Bacteria_16S 3812079 3812160 18 99 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

270742 Bacteria_16S 3905152 3905233 18 99 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270742 Bacteria_16S 3931145 3931226 18 99 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

270742 Bacteria_16S 4044267 4044348 18 99 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

270742 Bacteria_16S 4077362 4077459 2 99 gi|219846168|ref|NR_025758.1| Mahella australiensis 


strain 50-1 BON 1 


6S ribosomal RNA, partial sequence 4076074 40 


776 


04 Mahella australiensis Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

270742 Bacteria_16S 4083646 4083727 18 99 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270742 Bacteria_16S 4106082 4106163 18 99 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270742 Bacteria_16S 4173542 4173623 18 99 gi|219846098|ref|NR_025688.1] Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

270742 Bacteria_16S 4188793 4188882 2 91 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

270742 Bacteria_16S 4199345 4199426 18 99 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270742 Bacteria_16S 243435 243490 45 99 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
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1209009 1209061 47 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


us; Thermaceae; 
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Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 


270742 Bacteria_16S 2390129 2390197 32 99 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

270742 Bacteria_16S 2630197 2630265 32 99 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

270742 Bacteria_16S 2788110 2788177 32 99 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

270742 Bacteria_16S 3022286 3022354 32 99 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

270742 Bacteria_16S 3833400 3833497 2 99 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

270742 Bacteria_16S 3878963 3879031 32 99 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

270742 Bacteria_16S 66458 66513 45 99 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

270742 Bacteria_16S 88812 88895 17 99 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
270742 Bacteria_16S 276541 276596 2 57 gi| 265678876 |ref|NR_029182.1| Helicobacter bilis 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

270742 Bacteria_16S 305378 305437 41 99 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

270742 Bacteria_16S 331303 331362 41 99 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
strain CC-1 16S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

270742 Bacteria_16S 411844 411925 18 99 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

270742 Bacteria_16S 520816 520899 17 99 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

270742 Bacteria_16S 522343 522426 17 99 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
270742 Bacteria_16S 539164 539219 45 99 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

270742 Bacteria_16S 627056 627139 17 99 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

270742 Bacteria_16S 810245 810328 17 99 gi| 265678506 |ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

270742 Bacteria_16S 855703 855786 17 99 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

270742 Bacteria_16S 1003142 1003224 17 99 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

270742 Bacteria_16S 1137755 1137837 17 99 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
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99 gi 
Kor 
gi 


1538731 1538786 45 99 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1628169 1628252 17 99 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1713577 1713660 17 99 gi 
n R-8899 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
1716651 1716734 17 99 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1943155 1943222 32 99 


1 


nce 
S; 


Sph 
gi 


Paenibacillus 
99 gi 


lales; Paenibacillaceae; 
2063735 2063818 17 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


2065259 2065342 17 99 
avobacteria; Flavobacteriales; Flavobact 
2077549 2077604 45 99 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
2097423 2097506 17 


s 


99 gi 
avobacteriales; Flavobacteriaceae; Mes 
2142829 2142912 17 99 gi 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 
2180687 2180770 17 99 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2182203 2182286 17 99 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 
2344542 2344625 17 99 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2423825 2423908 17 99 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2425346 2425429 17 99 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2434234 2434317 17 99 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 


on 


ue 
la 


eq 
ba 


1 
av 


s 


e; 


s 
la 


al 


nc 
S; 


270742 Bacteria_16S 


versutus strain A 


2472213 2472296 17 99 gi 
L2 16S ribosomal RNA, partial sequence 


qu 
VO. 


in 


228721486 
equence 
eobacteria 


228717906 
1374101 1375614 Kordi 
dia. 

228715882 
1395106 13965 


224581431 
ence 14345 
nibacillus 
224581414 
al sequenc 
Actinomyce 


219857377 
sequence 
Actinomyc 


219878458 
e 


219878399 
ence 

bacteria 
219878397 
1715372 17168 
gobacter 
219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878148 
6S ribosomal RNA, partial sequence 2062466 20 
eriac 
219878147 
6S ribosomal RNA, partial sequence 2063988 20 
eriac 
219878138 
equen 
Actino: 


219878124 
somal RNA, partial sequence 2096154 2097581 Meson 
ia. 

219857640 
nce 

vobacter 
219857613 


u 
Cc 


219857612 


s 
Oo. 


219857498 


e 


219857443 


e 


e 


219857432 


e 


219857402 


vobacter 
219857442 


ref |NR_027609.1 
1336206 133758 
Rh 


v 


ref 
aal 


NR_027568.1 
gicida OT-1 


ref|NR_027541.1 


ref |NR_027213.1 
76 1436085 Paenib 
ref |NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref |NR_025538.1 

1712309 171377 
les; Flavobacter 
ref|NR_025536.1 


16269 
Flavoba 


iaceae; Pedobact 
ref|NR_025372.1 
47 Paenibacillus 


ref |NR_025287.1 
37 Cellulophaga 
; Cellulophaga. 
ref|NR_025286.1 
61 Cellulophaga 
; Cellulophaga. 
ref|NR_025277.1 

2076251 207775 
etales; Propioni 


639 
eae 


654 
eae 


ce 
myc 


ref 
iaa 


NR_025263.1 
lgae Bacteri 


ref|NR_025229.1 

2141553 214301 
iales; Flavobact 
ref|NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 
ales; Flavobacte 
ref|NR_025086.1 
quence 2343294 234473 
Actinomycetales; Propio 


ence 
teriale 


ND 


equence 
bacteri 


ref|NR_025031.1 

2422553 242399 
iales; Flavobact 
ref |NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flav 


quence 


24240 


s; Halo 


24329 
Flavoba 


odobacterale 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Paenibacillus 
acillus antarcticus 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Flavobacterium 

acterium frigoris 

obacterium. 
Flavobacterium 

7 Flavobacterium 

iaceae; Flavobacterium. 

Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Paenibacillus cookii 
cookii Bacteria; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Mesonia algae strain 
a; Bacteroidetes; 


Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Actinopolymorpha 

5 Actinopolymorpha 
nibacterineae; 


Aequorivita 

1 Aequorivita 
eriaceae; Aequorivita. 
Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Flavobacterium 
acterium frigidarium 
obacterium. 
Thioalkalivibrio 


ref|NR_024990.1 
2470921 2472353 Thioal 


kalivibrio versutus 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


270742 Bacteria_16S 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; 
270742 Bacteria_16S 
limicola strain ST-82 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 


mesophilum strain 


mesophilum Bacteria; 
270742 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; 


270742 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; Sp 


270742 Bacteria_16S 


strain DSM 9580 1 


strain DSM 7083 1 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Ac 

270742 Bacteria_16S 3416215 3416297 17 99 gi|219846634|ref|NR_026226.1 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellul 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cell 
Cellulomonas. 

270742 Bacteria_16S 3482279 3482334 45 99 gi| 219846588 |ref|NR_026180.1 
strain NCTC 11636 16S ribosomal RNA, partial sequence 3480966 3482380 Actino 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
270742 Bacteria_16S 
strain 164 16S ribosomal RNA, partial 
Proteobacteria; 


nigripulchritudo 
nigripulchritudo 


270742 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
270742 Bacteria_16S 
ATCC 33624 16S ribosomal RNA, partial 
Flavobacteria; 


gingivalis strain 
gingivalis Bacter 


270742 Bacteria_16S 
SEBR 4224 16S ribosomal RNA, partial 
Clostridia; 


congolense strain 
congolense Bacter 


270742 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


270742 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


franzmannii strai 
Bacteria; Bactero 


270742 Bacteria_16S 


parapertussis str 
parapertussis Bac 


270742 Bacteria_16S 
acinonychis strain Eaton 90-119-3 16S 


acinonychis Bacte 
Helicobacter. 


270742 Bacteria_16S 


Bacteroidetes; 
270742 Bacteria_16S 
amylolyticum strain MBIC4 
amylolyticum Bacteria; 
270742 Bacteria_16S 


2502224 2502291 32 


2743013 2743096 17 


Flavobacteria; 
2812053 2812136 17 
355 16S 
Bacteroidetes; 
2813547 2813630 17 
MBIC114 
Bacteroidetes; 

3016334 3016433 1 


99 


99 


99 


ribosomal RNA, partial 
Flavobacteria; 


99 


99 


gi|219857381 


gi] 219857159 


219857109 
sequence 


gi 


Flavobacteriales 


gi|219857108 


0 16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 


gi| 219846913 
3015068 30165 


25009 


27417 


ref 


ref 


ref 


ref 


08 2502354 Legio 
Legionella. 


27 2743201 Flavo 
Flavobacteriaceae; 


2810779 28122 
; Flavobacteriaceae; 


NR_024969.1 
NR_024787.1 
NR_024737.1 


2 


NR_024736.1 


Legionella waltersii 


nella waltersii Bacteria; 


Flavobacterium 


bacterium limicola 
Flavobacterium. 


Tenacibaculum 
2 Tenacibaculum 
Tenacibaculum. 
Tenacibaculum 


2812273 2813716 Tenacibaculum 
Flavobacteriaceae; Tenacibaculum. 


ref|NR_026505.1| Dysgonomonas gadei 


S ribosomal RNA, partial sequence 


hingobacteria; 
3352332 3352415 17 


3357004 3357059 45 


3413285 3413368 17 


3563135 3563217 17 
Bacteria; 
3572132 3572215 17 
3607308 3607391 17 


Bacteroidetes; 
3677065 3677132 33 


ia; 


Firmicutes; 
3681644 3681727 17 


ia; 


idetes; Flavobacteria; 
3754711 3754802 1 
3793876 3793959 17 


idetes; Flavobacteria; 
3805961 3806043 17 


teria; Proteobacteria; 
3821271 38213701 
ria; Proteobacteria; 


3843982 3844065 17 


Sphingobacteriales; Fla 


99 


99 


99 


16S ribosomal RNA, partial sequence 


99 


99 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


99 


99 


99 


215 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


91 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 


99 


n 301 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


99 


99 


99 


Halanaerobiales; 


Bacteroidia; Bacteroidales; Porphyromonadaceae; 
3218911 3218994 17 99 gi|219846775|ref 
ribosomal RNA, partial sequence 3217640 32191 


gi| 219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 
270742 Bacteria_16S 


gi|219846679 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
270742 Bacteria_16S 


219846636 
34120 


gi 


219846534 
sequence 


gi 


gi|219846528 
3570843 35723 
Turicella. 

gi|219846502 
sequence 


219846453 
sequence 
Hal 
219846450 
36803 


gi 


gi 


gi| 219846396 
3753459 37549 


219846368 
37926 


gi 


gi| 219846359 


ain 522 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi| 219846349 


ribosomal RNA, partial sequ 
Epsilonproteobacteria; 


Camp 


gi| 219846333 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 


hibernum Bacteria 


270742 Bacteria_16S 


strain IFO 15965 


; Bacteroidetes; 
3903598 3903653 45 


3988471 3988554 17 


Flavobacteria; 


99 


99 


Flavobacteriales 


gi| 219846293 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
270742 Bacteria_16S 


cr 


gi|219846233 


Flavobacter 


Flavobacter 


ref 


ref 


De 
ref 


Ac 
ref 


ref 


ref 


ref 


anae 


ref 


ref 


ref 


ref 


ref 
ence 
ylob 


ref 


* FL 
ref 


ypto 
ref 


3561815 35632 
Gammaproteobacteria; Vibri 


3606022 36074 
Flavobacteriales; 


3675717 36772 


74 3681813 Polari 


06 3794045 Polari 


3804660 38061 
Burkholde 


3842717 38441 


31 Dysgonomonas 
Dysgonomonas. 


NR_026367.1 


Thermonema. 
NR_026275.1 


crobacteriac 
NR_026271.1 


NR_026228.1 


tinomycetace 
NR_026126.1 
4 
onales; Vibr 
NR_026120.1 


NR_026094.1 
7 
Flavobacteri 
NR_026044.1 
4 
robiaceae; H 
NR_026041.1 


iaceae; Pola 
NR_025987.1 


NR_025959.1 


iaceae; Pola 
NR_025950.1 
2 
riales; Alca 
NR_025940.1 

382000 
acterales; H 


NR_025923.1 
7 
avobacteriac 
NR_025883.1 


sporangiacea 


gadei Bacteria; 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 
mmeovirgaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Dermabacter hominis 


06 Dermabacter hominis Bacteria; 
rmabacteraceae; 


Dermabacter. 
Actinomyces viscosus 


06 3413422 Actinomyces viscosus Bacteria; 
tinomycetaceae; Actinomyces. 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 

Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Turicella otitidis 


03 Turicella otitidis Bacteria; 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Polaribacter 
bacter filamentus 
ribacter. 
Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Polaribacter 

bacter franzmannii 
ribacter. 

Bordetella 

3 Bordetella 
ligenaceae; Bordetella. 
Helicobacter 

8 3821492 Helicobacter 
elicobacteraceae; 


Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 


NR_025823.1 


Aquimarina muelleri 


strain KMM 6020 16S ribosomal RNA, partial sequence 3987206 3988632 Aquimarina muelleri Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aquimarina. 


270742 Bacteria_16S 
KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Piboc 
Pib 


Flavobacteria; Fl 


270742 Bacteria_16S 


3991440 3991523 17 99 gi 
avobacteriales; 
4115204 4115287 17 


Flavobacteriaceae; 


99 gi 


219846231 


ocella. 
219846141 


strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 41153 


Bacteroidetes; Fl 


270742 Bacteria_16S 


strain R18165 16S 


avobacteria; Flavobacteriales; 
4238777 4238832 45 99 
ribosomal RNA, complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


270742 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


270742 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
270742 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; 


strain CE40 16S r 


G 
270742 Bacteria_16S 


34682 34780 1 99 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
38984 39066 17 99 gi 
162 16S ribosomal RNA, partial sequenc 


58852 58934 
2711 16S ribosomal 


17 99 gi 
RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
124190 124244 46 99 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


270742 Bacteria_16S 


argentinense stra 
argentinense Bact 


270742 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


270742 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


270742 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


270742 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


270742 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


270742 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


270742 Bacteria_16S 


strain K1l1 16S ri 
Proteobacteria; B 


270742 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


270742 Bacteria_16S 


Proteobacteria; G 


270742 Bacteria_16S 


strain P 527/13 1 


Proteobacteria; G 


270742 Bacteria_16S 


strain P 538/23 1 


Proteobacteria; G 


270742 Bacteria_16S 


valerianellae str 
valerianellae Bac 


270742 Bacteria_16S 


strain 520-20 16S 


Proteobacteria; G 


G 
270742 Bacteria_16S 


208062 208160 1 99 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; 

225005 225055 49 99 gi 
ridia; Clostridiales; Peptococcaceae; 
337622 337688 34 99 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


385642 385724 17 99 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
445846 445928 17 99 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


gi 


458198 458280 17 99 gi 


Flavoba 


Clostrid 


219846043 


4237444 42389 
nomycineae 


265679041 
33436 


265679038 
e 37787 


265679025 
nce 57580 
matiaceae; 
265678980 


122905 12429 
ococcineae 


265678924 
al sequenc 
iales; 
265678913 


16S ribosomal RNA, partial sequence 223682 22507 
Peptococcu 


265678833 
quence 
Bifidobac 


265678798 


384340 38587 
seudomonad 


265678758 
quence 
eria; Pseu 


265678746 


16S ribosomal RNA, partial sequence 456977 45835 


cteriaceae 


obacterine 


hodobacter 


Clo 


; Ul 
ref 


vibacter. 
NR_025633.1 
; Actinomycetace 
ref|NR_029349.1 

34786 Atopob 
ae; Coriobacteri 
ref |NR_029346.1 

39128 Sulfit 
aceae; Sulfitoba 
NR_029333.1 
59029 Thiocy 
iocystis. 
ref |NR_029288.1 
8 Cellulomonas 
; Cellulomonadac 
ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref|NR_029221.1 


s. 
NR_029138.1 
336318 337835 
teriales; Bifido 
ref|NR_029103.1 
aceae; Pseudomon 
ref|NR_029063.1 

444544 446074 
domonadales; Pse 


ref |NR_029051.1 


ref|NR_025821.1| Pibocella ponti strain 
ella ponti Bacteria; Bacteroidetes; 
ref|NR_025731.1| Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 
Thiocystis violacea 
stis violacea Bacteria; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Clostridium 
Clostridium 

stridium. 
Peptococcus niger 


4 Peptococcus niger Bacteria; 


Parascardovia 
Parascardovia 
bacteriaceae; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Pseudomonas 
Pseudomonas 

udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

459650 459732 17 99 gi|265678745|ref|NR_029050.1| Pseudomonas 
in CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

471747 471829 17 99 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

534529 534611 17 99 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
bosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

546749 546831 17 99 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 

16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

555940 556022 17 99 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 

strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

557482 557564 17 99 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
6S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

559026 559108 17 99 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
6S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

577156 577238 17 99 gi| 265678668 |ref|NR_028973.1| Acidovorax 
ain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

640827 640909 17 99 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 

ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

672596 672678 17 99 gi|265678601|ref|NR_028906.1| Pseudomonas 


270742 Bacteria_16S 


frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


270742 Bacteria_16S 695317 695375 2 60 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

270742 Bacteria_16S 717743 717825 17 99 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

270742 Bacteria_16S 764124 764206 17 99 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

270742 Bacteria_16S 785716 785798 17 99 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

270742 Bacteria_16S 822341 822423 17 99 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

270742 Bacteria_16S 949267 949349 17 99 gi|265678413|ref|NR_028715.1| Acidovorax temperans 


strain PHL 16S ri 
Proteobacteria; B 
270742 Bacteria_16S 961625 961707 
strain CIP 104663 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
270742 Bacteria_16S 992374 992456 


bosomal RNA, partial sequence 


17 99 gi 
complete sequence 
Pseudomonadales; 

17 99 gi 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
270742 Bacteria_16S 1038082 1038164 17 99 gi 
strain 7-1 16S ribosomal RNA, partial sequence 
Proteobacteria; B 
270742 Bacteria_16S 
japonensis strain 


1062431 1062529 2 99 gi 


Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chi 
270742 Bacteria_16S 1145408 1145490 17 99 gi| 253680760 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pse 
Pseudomonas. 

270742 Bacteria_16S 1198414 1198496 17 99 gi| 228715504 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 11971 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderia 
270742 Bacteria_16S 1199845 1199943 2 99 gi| 228715480 


DSM 18053 16S ribosomal RNA, partial sequence 
Bacteria; Bacteroidetes; Sphingobacteria; 
270742 Bacteria_16S 1213482 1213564 17 99 
strain Althfl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
270742 Bacteria_16S 1279567 1279665 2 99 gi 
strain ELCA-2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; 
270742 Bacteria_16S 1293196 1293278 17 
hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 
270742 Bacteria_16S 


gi 


99 gi 


icus Bacteria; Proteobacteria; 
1329776 1329834 41 99 gi 
15470 strain E7.25 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; 
270742 Bacteria_16S 1384392 1384474 17 99 

strain L1-82 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
270742 Bacteria_16S 1415832 1415914 17 99 


gi 


gi 


strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 14160 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
270742 Bacteria_16S 1455719 1455801 17 99 gi|224581417 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromo 
270742 Bacteria_16S 1481434 1481516 17 99 gi| 219878371 
denitrificans strain K601 16S ribosomal RNA, partial sequence 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; 
Alicycliphilus. 

270742 Bacteria_16S 1484443 1484525 17 99 gi| 219857506 


strain SW32 16S ribosomal RNA, partial sequence 


947973 94948 
etaproteobacteria; Burkholderiales; Co: 


P 


1036784 10382 
etaproteobacteria; Burkholderiales; Co: 


758 16S ribosomal RNA, partial sequen 


1198618 12000 
Sphingobacter 


1212209 12136 
1278319 12798 
Entomoplasmataceae; M 


icus strain VT8 16S ribosomal RNA, par 
Gammapr 


Clostridiales; Veillo 


1383100 13845 
Lachno 


mamonadace 
265678404 
96032 
seudomonad 
265678383 


Enterobac 
265678353 


mamonadace 
265678336 
ce 10611 


iales; Fle 
224581437 


Halomonad 
219846093 


228716433 
tial seque 
oteobacter 


219846090 
13284 

nellaceae; 

228716944 


spiraceae; 
224581448 


ae; Acidovorax. 
ref|NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref|NR_028685.1 


teri 
ref 


aceae; Citro 
NR_028655.1 


ae; Curvibacter. 
ref|NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref|NR_028008.1 
144133 114556 
udomonadales; Ps 


R 


ref|NR_027534.1 
31 1198567 Ramlib 
les; Comamonadac 
ref |NR_027533.1 


xiba 
ref 


cteraceae; D 
NR_027219.1 


acea 
ref 


e; Halomonas 
NR_025683.1 


lasma. 
NR_027551.1 

129190 
Alteromonada 


esop 
ref 
nce 
ia; 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 

ref |NR_027557.1 


eburia. 
NR_027230.1 


Ros 
ref 


aceae; Pseudomon 
ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_025510.1 
1480151 148165 


Burkholderiales; 


ref 


4 Acidovorax temperans Bacteria; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Chitinophaga 

ophaga japonensis 

hitinophaga. 
Pseudomonas 

1 Pseudomonas 

eudomonadaceae; 


Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Dialister invisus DSM 
ter invisus DSM 15470 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 

Oceanimonas 

5 Oceanimonas 
adaceae; Oceanimonas. 
Alicycliphilus 

2 Alicycliphilus 
Comamonadaceae; 


Kushneria marisflavi 


NR_025094.1 


1483159 1484653 Kushneria marisflavi Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 


270742 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


270742 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


270742 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


270742 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


270742 Bacteria_16S 


papyrosolvens DSM 
2782 Bacteria; Fi 


270742 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


270742 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


270742 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


270742 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


270742 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


270742 Bacteria_16S 


15052 16S ribosom 
Gammaproteobacter 


270742 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


270742 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


270742 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


270742 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


270742 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


270742 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


270742 Bacteria_16S 


strain Ps 9-14 16 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadacea 
270742 Bacteria_16S 2145850 2145932 17 99 gi| 219857638 |ref 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomona 
Pseudomonas. 

270742 Bacteria_16S 2179206 2179288 17 99 gi|219857614|ref 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholder 
270742 Bacteria_16S 2207973 2208063 2 91 gi|219857594|ref 


strain 462/2 16S 
Tenericutes; Moll 


extremorientalis 
extremorientalis 
Pseudomonas. 


bosomal 


S ribos 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
270742 Bacteria_16S 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; 


1496506 1496588 17 99 gi 

16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1552385 1552467 17 99 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1565674 1565756 3 84 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1571785 1571867 17 99 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1577821 1577919 1 99 gi 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 
1634266 1634348 17 99 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1641809 1641891 17 99 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


2 


’ 


1644932 1645014 17 99 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1695251 1695333 17 99 gi 


gi 


se 


ammaproteobacteria; Pseudomonadales; P 
1696795 1696877 17 99 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1795464 1795546 17 99 gi 
al RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1796948 1797030 17 99 gi 


se 


se 


ammaproteobacteria; Vibrionales; Vibri 
1809278 1809356 18 96 gi 
n CMS 26o0r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1847505 1847587 17 99 gi 
train NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


on 


se 
ac 


se 
ct 


1966043 1966125 17 99 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


s 
ob 
1999843 1999925 17 99 gi 
Enterobacteriac 

99 gi 
RNA, partial sequence 
Clostridiales; Clostridiaceae; 
2144345 2144427 17 99 gi 
omal RNA, partial sequence 


ia; Enterobacteriales; 


2109529 2109627 1 


ea 


ridia; cl 


2220079 2220161 17 99 gi 


ti 
ac 


Proteobacteria; Gammaproteob 


270742 Bacteria_16S 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 


da 
219857243 
en 
ri: 

219846059 
ue 
er 

219878156 
al 
te 
219846510 
en 
lo 

219878454 
eq 
219878449 
eq 


ed. 


219878447 
1643643 16451 


219878411 
16S ribosomal RNA, partial sequence 1693968 16954 


219878410 
1695512 16970 


219878339 
1794167 1795601 Vibri 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


219878330 


219878304 


219878218 


219878196 
somal RNA, partial sequence 1998561 2000045 Pragi 


219873437 
2108290 21097 


219857639 
2143068 21445 


2206719 22081 


219857586 


19846691 
14952 
les; Aer 


ref 


ref 
ce 15511 
ales; Aq 
ref 
nce 
iales; F 
ref 
sequenc 
ria; Aer 
ref 
ce 15765 
stridiaceae; 
ref 
uence 
Aeromona 
ref 
uence 
a; Pseud 


ref 


udomonadacea 


ref 


udomonad 
ref 


udomonad 
ref 
o xu 


ref 


Vibri 
ref 


aceae; 


quence 
eae; Planoco 
ref 
quence 
eria; Altero 
ref 
equence 
acteria; Bur 
ref 
a fo 
a. 

ref 


e; Pragi 


ostridium. 


ref 


ref 
nce 
seud 


al seque 
teria; P 


2235237 2235319 17 99 


gi 


219857576 


ref 


12 1552529 Aquab 
uaba 


1564412 15658 
usob 


e 1570477 15719 
omon 


77 1578067 Clost 


1632974 163447 


dale Aeromonad 


1640520 164203 


omon Pseu 


1807983 18094 


1846218 18477 


1964797 19662 


144573 21460 


177978 21793 


NR_026283.1 


67 1496682 Tolumo 
omon 


adaceae; To 
NR_024871.1 


cterium. 
NR_025649.1 
acteriaceae; 
NR_025295.1 


adales; Aer 
NR_026102.1 


Clostridiu 
NR_025593.1 


S} 
NR_025588.1 


adales; 
NR_025586.1 


e; Pseudomo 
NR_025550.1 


e; Pseudomo 
NR_025549.1 


e; Pseudomo 
NR_025478.1 
ii Bacteria 


La 
NR_025477.1 


O°. 
NR_025469.1 
6 
ccus. 
NR_025443.1 
1 
monadales; S 
NR_025357.1 
1 


kholderiales 


NR_025335.1 
ntium Bacter 


NR_026099.2 


NR_025228.1 


e; Pseudomon 
NR_025227.1 
2 
dales; Pseud 
NR_025203.1 
7 
iales; Comam 
NR_025182.1 


NR_025174.1 
221879 
omonadales; 


1 


a 


9 


8 


[o} 


r 
m. 


n 


n 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Aquabacterium 
cterium citratiphilum 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Clostridium 
idium papyrosolvens DSM 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
n 


as. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
acea 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
acea 


as. 
Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Planococcus 
1 Planococcus 


Shewanella 
2 Shewanella 
hewanellaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


v 


Pragia fontium strain 
ia; Proteobacteria; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Ramlibacter 

0 Ramlibacter 
onadaceae; Ramlibacter. 
Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


NR_025164.1 


Pseudomonas 


2233956 2235447 Pseudomonas 


costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


270742 Bacteria_16S 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


270742 Bacteria_16S 


strain L2-TR 16S 


Proteobacteria; G 


270742 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


270742 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


270742 Bacteria_16S 


denitrificans str 
denitrificans Bac 


270742 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


270742 Bacteria_16S 


strain B1/T1 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


270742 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


270742 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


270742 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


270742 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


270742 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


270742 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


270742 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


270742 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


270742 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


270742 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


270742 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


270742 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


2262840 2262898 41 99 gi 
train SL6 16S ribosomal RNA, partial s 
acteria; Thermodesulfobacteria; Thermo 
erium. 

2299251 2299333 17 99 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
2303710 2303792 17 99 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2322037 2322119 17 99 gi 
1 16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2323589 2323671 17 99 gi 
4 16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2353582 2353664 17 99 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2428259 2428341 17 99 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2484066 2484164 2 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2521962 2522044 17 99 gi 
rain SBK26 16S ribosomal RNA, partial 

cteria; Proteobacteria; Gammaproteobac 


gi 


2523442 2523524 17 99 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2545569 2545651 17 99 gi 
etaproteobacteria; Burkholderiales; Co: 
2556268 2556350 17 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557834 2557916 17 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2571593 2571675 17 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580714 2580796 17 99 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582280 2582362 17 99 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583850 2583932 17 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585419 2585501 17 99 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596257 2596339 17 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597823 2597905 17 99 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2616339 2616437 1 99 gi 


ridia; Clostridiales; Clostridiales Fa 


270742 Bacteria_16S 


2634657 2634738 18 


2297982 22993 


2427049 24283 


2482825 24842 


16S ribosomal RNA, partial sequence 2544276 25457 


16S ribosomal RNA, partial sequence 2615060 26165 


219857558 
equence 
desulfobac 


219857531 


diomarinac 
219857528 
ence 23024 
nadales; A 
219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857492 
uence 

ria; Burkh 
219857439 


omonadacea 
219857394 


219857363 
sequence 
teria; Pse 


219857362 
sequence 
teria; Pse 


219857347 


mamonadace 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857255 


mily XII. 
219857236 


99 gi 


ref|NR_025146.1 
2261503 226299 
teriales; Thermo 


ref|NR_025119.1 


eae; Idiomarina. 
ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025027.1 


ceanimonas. 
NR_024982.1 


e; O 
ref 


ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 

2522145 252361 
udomonadales; Ps 
ref |NR_024935.1 
ae; Acidovorax. 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910. 
58 2584074 Pseud 
seudomonadaceae 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 


ref|NR_024886.1 


fe) 
i 


Incertae Sedis; 
ref|NR_024864.1 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 


alkanoclasticum B 


acteria; Firmicutes; Bacillales; Plano 


coccaceae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 
Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Planomicrobium 


2633347 263479 
Planomicrobium. 


1 Planomicrobium 


270742 Bacteria_16S 


straminisolvens s 
straminisolvens B 


270742 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


270742 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


270742 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


270742 Bacteria_16S 


CMN3 16S ribosoma 


2683064 2683162 1 99 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
2750228 2750310 17 99 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


se 
ri 


rd. 


2793905 2794003 1 99 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2818087 2818169 17 99 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


s 
ia 


1 
si 


2845398 2845480 17 
1 RNA, partial sequence 


99 gi 


219857201 


219857154 
eq 


219857121 


219856912 


219856894 
2844116 2845615 Borre 


ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref |NR_024782.1 

2748935 275045 
olderiales; Coma 


Clostridium 
8 Clostridium 
Clostridium. 
Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


quence 
diales; 


uence 
a; Burkh 


ref|NR_024749.1 
2792664 279412 
stridiaceae; Clo 
ref |NR_024733.1 

2816799 281828 
hales; Erysipelo 


Clostridium 
8 Clostridium 
stridium. 
Coprobacillus 
3 Coprobacillus 
trichaceae; 


equence 
les; Clo 


sequence 
pelotric 


Borrelia sinica strain 
ria; Spirochaetes; 


ref 
lia 


NR_024713.1 
sinica Bacte 


Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

270742 Bacteria_16S 2854716 2854798 17 99 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
strain ATCC 13522 16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

270742 Bacteria_16S 2862460 2862542 17 99 gi| 219856883 |ref|NR_024702.1| Curvibacter 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
270742 Bacteria_16S 2867084 2867166 17 99 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

270742 Bacteria_16S 2920812 2920894 17 99 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

270742 Bacteria_16S 2931284 2931366 17 99 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 


strain IFO 15467 


Proteobacteria; G 


270742 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


270742 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


270742 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


270742 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


270742 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


270742 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


270742 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


270742 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


270742 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


270742 Bacteria_16S 


homopropionicum s 
homopropionicum B 


270742 Bacteria_16S 


strain CIP 7430 
Proteobacteria; G 


ammaproteobacteria; Oceanospirillales; 
2934304 2934386 17 99 gi 
IFO 15466 16S ribosomal RNA, partial 

ia; Proteobacteria; Gammaproteobacteri 


0 


se 
a; 


2975219 2975301 17 99 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
3029839 3029937 1 99 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3058878 3058960 17 99 gi 
n DSM 2873 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


gi 
se 


eq 
id 


se 
ia 


3151968 3152050 17 99 gi 
in KMS2 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


ue 
ri 


3177932 3178014 17 99 


gi 
ammaproteobacteria; Pseudomonadales; P 
3271740 3271822 17 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3286908 3287006 1 99 gi 


se 


E 


ridia; Clostridiales; cl 


3501907 3502004 2 


Clostridiaceae; 
99 gi 


16S ribosomal RNA, partial sequence 2930007 29314 


219856834 


219846940 
2973936 29754 


219846904 


219846883 


219846821 


219846803 
16S ribosomal RNA, partial sequence 3176631 31781 


219846740 
219846730 
16S ribosomal RNA, partial sequence 3285670 32871 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 


58 Oceanobacter kriegii Bacteria; 
ter. 
ref|NR_024653.1 

2933018 293448 
ales; Altero 


ceanobac 
Marinobacterium 

0 Marinobacterium 

monadaceae; 


quence 
Alteromonad 


ref|NR_026532.1| Pseudomonas cichorii 
29 Pseudomonas cichorii Bacteria; 
aceae; Pseudomonas. 
NR_026496.1| Anaerobacter 
3028583 3030038 Anaerobacter 
lostridiaceae; Anaerobacter. 
ref|NR_026475.1| Succinimonas 

3057592 3059053 Succinimonas 
nadales; Succinivibrionaceae; 


udomonad 


uence 
iales; C 
quence 

Aeromo 


’ 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


ref|NR_026413.1 
150676 315218 


fovibrionales; D 


Ww 


nce 
a; Desul 
ref|NR_026395.1| Pseudomonas graminis 
59 Pseudomonas graminis Bacteria; 

aceae; Pseudomonas. 

ref |NR_026332.1| Shigella dysenteriae 
47 3271933 Shigella dysenteriae Bacteria; 
teriaceae; Shigella. 

ref |NR_026322.1| Clostridium pascui 

40 Clostridium pascui Bacteria; 

m. 
ref|NR_026167.1| Clostridium celatum 
49 Clostridium celatum Bacteria; 


udomonad 


32704 
nterobac 


ostridiu 


270742 Bacteria_16S 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
3530765 3530863 1 99 gi|219846556|ref|NR_026148.1| Clostridium 
train DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3613240 3613322 17 99 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
3660268 3660350 17 99 gi|219846465|ref|NR_026057.1| Shewanella 


3658961 3660465 Shewanella 


Shewanellaceae; Shewanella. 


270742 Bacteria_16S 
psychrotropica st 
psychrotropica Ba 
270742 Bacteria_16S 


strain 1846 16S 
Proteobacteria; 


ovipneumoniae str 
ovipneumoniae Bac 


270742 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


270742 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


270742 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


270742 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


270742 Bacteria_16S 


Ya501 16S ribosom 
Spirochaetales; S 


270742 Bacteria_16S 


strain 848 16S ri 
Proteobacteria; G 


270742 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


270742 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; G 


270742 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


270742 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


270742 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


270742 Bacteria_16S 


strain 653 16S ri 
Firmicutes; Clost 


270742 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


270742 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


polysaccharolytic 
Thermoanaerobacte 


strain HO14 16S r 
Spirochaetes; Spi 


strain 3wWC2 16S r 
Firmicutes; Clost 


strain Z 4493 16S 
Firmicutes; Clost 


strain CK55 16S r 
Firmicutes; Clost 


G 
270742 Bacteria_16S 


bosomal RNA, partial sequence 


eria; 
270742 Bacteria_16S 

um strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacterales Family I 
270742 Bacteria_16S 
ibosomal RNA, partial sequence 
rochaetales; 
270742 Bacteria_16S 
ibosomal RNA, partial sequence 
ridia; 
270742 Bacteria_16S 


ridia; 
270742 Bacteria_16S 

ibosomal RNA, partial sequence 
ridia; 


3663328 3663410 17 99 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3675474 3675556 17 99 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3751672 3751762 2 91 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3795372 3795454 17 99 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3851457 3851555 1 99 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


2 


2 


2 


2 


3906691 3906773 17 
ain L-1 16S ribosomal RNA, 
teria; Proteobacteria; 


99 gi 
complete se 
Gammaproteobact 


3915705 3915787 17 99 
ribosomal RNA, partial sequence 


gi 


ammaproteobacteria; Aeromonadales; Aer 
4019917 4019999 17 99 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ue 
a; 


4068309 4068391 17 99 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
4141143 4141241 2 99 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4161347 4161445 2 99 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4170437 4170519 17 99 gi 


gi 
ie 


eq 
as 


eq 
la 


ammaproteobacteria; Alteromonadales; Alt 
27009 27106 2 99 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
107289 107370 18 99 gi 
Z-7288 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
211168 211265 2 99 gi 
in McCoyA 67 16S ribosomal RNA, partia 
Firmicutes; Clostridia; Clostrid 
270438 270519 18 99 gi 


ue 
ia 


a 
ia 


ar 


II 


311502 311579 22 99 gi 


Spirochaetaceae; Borrelia; 


590605 590702 2 99 gi 
Clostridiales; Clostridiaceae; Cl 
633122 633219 2 99 gi 
ribosomal RNA, partial sequence 
Clostridiales; 
652934 653031 2 


Eubacteriaceae; Ac 


99 gi 


Clostridiales; Clostridiaceae; 


270742 Bacteria_1 


strain CK74 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


6S 684540 684637 2 99 gi 


Clostridiales; Clostridiaceae; 


al 
te 


3674212 36756 
E 


qu 
as 


3794096 37955 
ma 
219846328 
ti 
di 
219846291 
qu 


er 


219846284 
3914434 39158 


omonadacea 
219846210 


219846174 
4067035 40 


219846120 
219846107 
219846100 


6S ribosomal RNA, partial sequence 4169129 41706 


265679046 
25762 


265678991 


265678922 


265678880 


265678853 
310195 31168 


265678659 
589361 59079 


265678629 
631874 63335 


265678615 
651676 65311 
Clostridiu 
265678593 
683287 684723 Clostridium acidisoli Bacteria; 
Clostridium. 


19846463 
sequenc 
ria; Alt 
19846454 


ref |NR_026055.1 


eromonadales; 
ref|NR_026045.1 


teri 
ref 


nterobac 
19846398 
ence 

mMataceae 
19846367 


aceae; 
NR_025989.1 
; My 
ref 


coplasma. 
NR_025958.1 


Polaromonas. 
NR_025918.1 
38502 
Rumin 


monadaceae; 
ref 
nce 


ridi 


al seque 
a; Clost ales; 
ref|NR_025881.1 

3905392 39069 
domonadales; Ps 


ence 
ia; Pseu 


ref|NR_025874.1 


e; Aeromonas. 
ref|NR_025800.1 
nce 4018632 402012 
Alteromonadales; Alter 
ref|NR_025764.1 
685 
ae; icella. 
ref|NR_025710.1 

4139871 414138 
Spiroplasmatace 
ref|NR_025697.1 

160075 416159 
; Spiroplasmatac 
ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref |NR_029354.1 


llace Aqu 
uence 


matales; 


rs 


uence 


smatales 


eromonad 


27159 
ostridium. 
ref |NR_029299.1 

106000 107471 
obacteroidaceae; 
ref |NR_029230.1 
209908 211410 
stridiaceae; Clo 
ref|NR_029186.1 


uence 269183 


nce 


les; Hal 


sequence 
les; Clo 


tial seq 


ae Ss 
ref 


Incert edis; Thermo 


NR_029159.1 


bur 
ref 


Borrelia gdorferi gro 


NR_028964.1 
ostridium. 
ref |NR_028934.1 
rium. 
ref |NR_028920.1 


etobacte 


m. 


e 3662041 366352 
Co 


3750418 375189 


1 
oO 


1 
e 


[o} 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Pantoea ananatis 


66 Pantoea ananatis Bacteria; 
Panto 


ea. 
Mycoplasma 
2 Mycoplasma 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Pseudomonas 
8 Pseudomonas 


udomonadaceae; 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

3917121 3917203 17 99 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
al RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 

4009363 4009445 17 99 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
bosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Marinobacter excellens 


excellens Bacteria; 


ter. 
Clostridium roseum 


Clostridium roseum Bacteria; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Clostridium 
Clostridium 
stridium. 
Thermoanaerobacterium 
270620 


anaerobacterium. 
Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


ref|NR_028898.1 


Clostridium acidisoli 


270742 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


strain M39 16S ri 
Proteobacteria; G 


270742 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


270742 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


270742 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


270742 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; Clost 


270742 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


270742 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


270742 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


270742 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


270742 Bacteria_16S 


stercorarium subs 


781087 781176 2 91 
ribosomal RNA, partial sequence 


gi 


788766 788826 41 99 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1707497 1707594 2 99 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1973351 1973448 2 99 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2397628 2397725 2 99 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


gi 


2888714 2888811 2 99 


gi 


ridia; Clostridiales; 
2890239 2890336 2 


Eubacteriaceae; 
99 gi 


ridia; Clostridiales; Eubacteriaceae; 
3037467 3037564 2 99 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3249228 3249325 2 99 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
3279310 3279407 2 


Clostridiaceae; 
99 gi 


DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3582610 3582691 18 99 gi 


p- thermolacticum strain TX41 16S ribo 


265678525 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
270742 Bacteria_16S 


265678520 


787469 78896 
ciricketts 


219878403 


1706248 17077 
ostridiu 


cl 
219878213 


1972100 19735 
ostridiu 


cl 
219857462 
uence 

iales; 


219856864 


6S ribosomal RNA, partial sequence 2887459 28889 
bacteriu 


Eu 
219856863 


6S ribosomal RNA, partial sequence 2888980 28904 
bacteriu 


Eu 
219846898 
sequence 
iales; 
219846755 


3247999 32493 
ostridiu 


C1 
219846735 
quence 
es; 
219846521 
somal RNA, 


Clo 


Clo 


Eubact 


ref|NR_028829.1 
7 Acholeplasma 
eplasma. 

ref|NR_028824.1 


Acholeplasma axanthum 
axanthum Bacteria; 


Methylophaga alcalica 

2 Methylophaga alcalica Bacteria; 

iaceae; Methylophaga. 

ref|NR_025542.1| Clostridium diolis 

30 Clostridium diolis Bacteria; 

m. 

ref|NR_025352.1| Clostridium akagii 

91 Clostridium akagii Bacteria; 

m. 

NR_025050.1 
2396386 239781 

stridiales Famil 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 
m. 
ref|NR_024682.1| Eubacterium budayi 
51 Eubacterium budayi Bacteria; 
m. 
ref |NR_026490.1 
3036217 303768 
stridiaceae; Clostridium. 
ref|NR_026347.1| Clostridium isatidis 
30 Clostridium isatidis Bacteria; 
m. 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetob 
ref|NR_026113.1 
partial sequenc 


Clostridium 
6 Clostridium 


Acetobacterium 
2 Acetobacterium 
acterium. 
Clostridium 

e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; C 


270742 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


270742 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


270742 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


270742 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


270742 Bacteria_16S 


strain CA15-8 16S 
Actinobacteria; A 


270742 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


270742 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


270742 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


270742 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


lostridium. 


3593430 3593527 2 99 


gi 
ridia; Clostridiales; Clostridiaceae; 
3614796 3614877 18 99 gi 


bacillales; Carnobacteriaceae; Alloioc 
3708663 3708716 2 55 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3934086 3934183 2 99 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
4200829 4200913 17 99 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
166800 166852 47 99 gi 
ridia; Clostridiales; 
175884 175966 17 


Clostridiaceae; 
99 gi 


ammaproteobacteria; Vibrionales; Vibri 
921448 921500 47 99 gi 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Coriobacte 
Slackia. 

1204455 1204507 47 99 gi 
13280 16S ribosomal RNA, partial seque 
Coriobacteridae; Coriob 


v 


270742 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


270742 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


osomal RNA, partial sequence 


oriobacteridae; 


1205962 1206014 47 99 gi 


acteria; Coriobacteridae; Coriobacteri 
1290267 1290319 47 


6S ribosomal RNA, 


99 gi 


Coriobacteriales; Cori 


270742 Bacteria_16S 


nce 
acteriales 


219846513 


6S ribosomal RNA, partial sequence 3592199 35936 
ostridiu 


cl 
219846496 


16S ribosomal RNA, partial sequence 3613485 36150 


occus. 
219846431 
en 
robiales; 

219846271 


3932829 39341 


219846075 


4199561 42010 
ococcineae 


265678952 


6S ribosomal RNA, partial sequence 165488 16699 
Clostridiu 


265678946 


6S ribosomal RNA, partial sequence 174571 17599 
onaceae; 


265678431 
ridae; 
228715356 

12031 


228715355 


1204671 12061 
ales; 


219846501 


complete sequence 1289055 12904 
obacterine 


1541841 1541896 45 99 gi 


219857375 


ce 37073 


Vv 


al sequenc 
Cor 


Cori 


ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 

m. 
ref|NR_026088.1 
09 Alloiococcus 


Alloiococcus otitis 
otitis Bacteria; 


ref |NR_026022.1 
88 3708856 Prosth 


Prosthecobacter 
ecobacter vanneervenii 
Verrucomicrobiaceae; Prosthecobacter. 
ref|NR_025861.1| Borrelia miyamotoi 
96 Borrelia miyamotoi Bacteria; 


ref|NR_025665.1| Arthrobacter koreensis 
31 Arthrobacter koreensis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_029260.1| Clostridium tetani 

5 Clostridium tetani Bacteria; 

m. 
ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 


, 


ibrio. 
ref|NR_028733.1| Slackia 
e 920164 921628 Slackia 


iobacteriales; Coriobacterineae; 


ref|NR_027528.1 
62 1204620 Collin 
Coriobacterine 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


’ 


ref|NR_027527.1| Collinsella stercoris 
28 Collinsella stercoris DSM 13279 
obacterineae; Coriobacteriaceae; 


ref|NR_026093.1| Atopobium parvulum 
02 Atopobium parvulum Bacteria; 

ae; Coriobacteriaceae; Atopobium. 
ref |NR_024963.1| Actinokineospora 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 


globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; Actinokineospora. 


270742 Bacteria_16S 2106515 2106611 2 97 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
270742 Bacteria_16S 2473704 2473768 3 67 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

270742 Bacteria_16S 2520435 2520487 47 99 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

270742 Bacteria_16S 2559404 2559471 32 99 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

270742 Bacteria_16S 2694872 2694956 2 86 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

270742 Bacteria_16S 2771354 2771410 45 99 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 


strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 27715 


50 Rhodococcus jostii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

270742 Bacteria_16S 3019240 3019308 32 99 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

270742 Bacteria_16S 3483737 3483789 47 99 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270742 Bacteria_16S 3497487 3497539 47 99 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

270742 Bacteria_16S 3558620 3558702 17 99 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

270742 Bacteria_16S 3717603 3717686 17 99 gi|219846425|ref|NR_026016.1| Sagittula stellata 
strain E-37 16S ribosomal RNA, partial sequence 3716418 3717790 Sagittula stellata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula. 

270742 Bacteria_16S 3808928 3808984 1 57 gi| 219846357 |ref|NR_025948.1| Campylobacter 
helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
270742 Bacteria_16S 3866663 3866762 1 99 gi|219846318|ref|NR_025908.1| Porphyromonas macacae 
strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas macacae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

270742 Bacteria_16S 19355 19438 17 99 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

270742 Bacteria_16S 49672 49727 45 99 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
270742 Bacteria_16S 148319 148373 45 99 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

270742 Bacteria_16S 864992 865075 17 99 gi| 265678469 |ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
270742 Bacteria_16S 1006133 1006208 17 92 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

270742 Bacteria_16S 1012172 1012255 17 99 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

270742 Bacteria_16S 1028909 1028992 17 99 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

270742 Bacteria_16S 1072941 1073024 17 99 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

270742 Bacteria_16S 1181714 1181765 3 54 gi|228717635|ref|NR_027565.1| Victivallis vadensis 


ATCC BAA-548 16S ribosomal RNA, partial sequence 


1180467 1181922 Victivallis vadensis ATCC BAA-548 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 


270742 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


270742 Bacteria_16S 
aquimarinus strai 
aquimarinus Bacte 


Algoriphagus. 


270742 Bacteria_16S 
M 11690 16S ribosomal RNA, partial seque 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


270742 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


270742 Bacteria_16S 
strain SE3104 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
270742 Bacteria_16S 
aerophilus strain I/26Corl1 16S ribosomal RNA, partial s 
Sphingobacteria; 


aerophilus Bacter 


270742 Bacteria_16S 


galactanivorans s 
galactanivorans B 


270742 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


270742 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


270742 Bacteria_16S 


strain KMM 3677 
Bacteroidetes; 
270742 Bacteria 
strain KMM 3676 
Bacteroidetes; 
270742 Bacteria_ 
strain KMM 3526 
Bacteroidetes; 
270742 Bacteria 
strain KMM 3664 
Bacteroidetes; 


FL 


Fl 


FL 


Fl 


270742 Bacteria_16S 
n KMM 3674 16S ribosomal RNA, partial 


troitsensis strai 
troitsensis Bacte 


270742 Bacteria_16S 
rain KMM 3525 16S ribosomal RNA, parti 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


270742 Bacteria_16S 
ccc Baja-95 Cl.2 16S ribosomal RNA, partial sequenc 
ia; Cyanobacteria; Oscillatoriales; Ha 
270742 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


270742 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


16S 
6S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriales; 
16S 
6S ribosomal RNA, partial sequence 2686201 26 
Flavobacteriales; 
16S 


1544931 1545014 17 


avobacteria; 
1620610 1620693 17 


ria; Bacteroidetes; 
1715117 1715200 17 
Bacteroidetes; 


1786399 1786482 17 


Bacteroidales; 
1818466 1818549 17 


teria; Bacteroidetes; 


1852056 1852111 2 


1906644 1906727 17 


ia; Bacteroidetes; 
2393179 2393262 17 
acteria; Bacteroidetes; 
2394699 2394782 17 
cteroidia; Bacteroidales; 
2531024 2531091 32 

ridia; Clostridiales; 
2684568 2684651 17 


avobacteria; 
2686010 2686093 17 


avobacteria; 
2687479 2687562 17 


avobacteria; 
2711409 2711492 17 

6S ribosomal RNA, partial 
avobacteria; 
2738620 2738703 17 
ria; Bacteroidetes; 
2759359 2759442 17 


cteria; Bacteroidetes; 


3008753 3008818 34 


3066349 3066432 17 
teria; Bacteroidetes; 
3410212 3410295 17 


idetes; Bacteroidia; 


270742 Bacteria_16S 
cangingivalis strain VPB 4874 16S ribosomal RNA, partia 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bac 
270742 Bacteria_16S 
strain IndiB4 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


270742 Bacteria_16S 


3549322 3549405 17 


3552357 3552456 1 


ridia; Clostridiales; 


3605771 3605854 17 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


n LMG 21971 16S ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 
Bacteroidia; 
270742 Bacteria_16S 
ain DSM 11118 16S ribosomal RNA, parti 
Sphingobacteria; 


train Dsij 16S ribosomal RNA, partial 
Flavobacteria; 


ribosomal RNA, partial sequence 
16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriales; 


Flavobacteriales; 


Flavobacteriaceae 

99 gi|219857181 

sequence 2710175 27115 

Flavobacteriaceae 

99 gi|219857162 
sequence 

Flavobacteria; Flavobacteria 

99 gi| 219857147 

al sequenc 

Sphingobacteria; Sphingob 

99 gi| 219846918 


ain 1187 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


Clostridiaceae; 


99 gi| 219857262 


1543657 15451 


17851 
Porphyromonadaceae; Dy 
99 gi| 219878324 
al sequenc 
Ss 
57 gi| 219878301 
1850849 18521 
Rhodospiri 
219878259 
equence 
Sphingobacte 
gi| 219857465 
sequence 
Flavobact 
gi| 219857464 
2393419 23948 
Porphyromonadaceae; Po 
99 gi| 219857357 


99 gi 


99 


99 


Clostridiu 
99 gi| 219857200 
Flavobacteriaceae 

gi| 219857199 
861 
Flavobacteriaceae 

gi| 219857198 


876 


99 


99 


lospirulin 


99 gi|219846878 


s 


99 219846638 


34089 


gi 


Po 


99 gi|219846544 
1 sequence 
teroidales 
gi| 219846542 
3551089 35526 
Caloramato 


219846503 


99 


99 gi 


Flavobacteriaceae; 


phingobacter 


phingobacter 


rphyromonadace 


ref |NR_024893.1 
00 Arenibacter 
Arenibacter. 


sgonomonas. 
ref |NR_025463.1 
e 1817180 181866 
iales; Flex 
ref|NR_025440.1 
llaceae; Roseos 
ref|NR_025398.1 

1905456 190681 
riales; Flexibac 
ref|NR_025053.1 

2391886 239336 
eriales; 
ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 
ref|NR_024945.1 


mM. 


ref|NR_024828.1 


; Zobellia. 
ref |NR_024827.1 
; Zobellia. 
ref |NR_024826.1 


; Zobellia. 
ref |NR_024809.1 
47 Cellulophaga 
; Cellulophaga. 
ref |NR_024790.1 

2737379 273875 
les; Flavobacter 
ref|NR_024775.1 
e 2758107 275950 
acteriales; 
ref|NR_026510.1 
e 300750 
a. 
ref |NR_026470.1 

3065078 306652 
iales; Flexi 


ref|NR_026230.1 
32 3410401 Porphy 
ae; Porphyro 
ref|NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_026134.1 


Yr. 


sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 
sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Capnocytophaga. 


Flavobacteriaceae; 


Arenibacter latericius 


latericius Bacteria; 


99 gi|219878463|ref|NR_025602.1| Algoriphagus 
sequence 1619338 1620810 Algoriphagus 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
99 gi|219878398|ref|NR_025537.1| Sphingobacterium 
nce 1713828 1715321 Sphingobacterium 
Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
99 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 


30 1786580 Dysgonomonas mossii Bacteria; 


Sporocytophaga 
7 Sporocytophaga 


ibacteraceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
pi 


ira. 
Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Zobellia 
8 Zobellia 
Zobellia. 
Porphyromonas gulae 
gulae Bacteria; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Cellulophaga pacifica 


pacifica Bacteria; 


Arenibacter 

9 Arenibacter 
iaceae; Arenibacter. 
Reichenbachiella 

5 Reichenbachiella 


Flammeovirgaceae; 


Halospirulina 
4 3008891 Halospirulina 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Porphyromonas catoniae 
romonas catoniae 

monas. 

Porphyromonas 

1 Porphyromonas 

ceae; Porphyromonas. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


ref|NR_026095.1 
3604483 360597 


Capnocytophaga 
1 Capnocytophaga 


270742 Bacteria_16S 
strain ATCC 29147 
Bacteroidetes; 
270742 Bacteria_16S 
strain KMM 6017 
Bacteroidetes; 

270742 Bacteria 
strain KMM 3951 
Bacteroidetes; 

270742 Bacteria_ 
strain KMM 3949 
Bacteroidetes; 

270742 Bacteria_ 
strain KMM 3947 
Bacteroidetes; 

270742 Bacteria_16S 


16S 


16S 


16S 


sedimenticola strain KMM 3903 16S ribosomal RNA, partial 
sedimenticola Bacteria; 


270742 Bacteria_16S 
strain KMM 3941 1 
Bacteroidetes; 
270742 Bacteria_16S 


mannitolivorans strain JC2050 16S ribosomal RNA, partial 
mannitolivorans Bacteria; 


Algoriphagus. 
270742 Bacteria_16S 


Bacteroidia; 


Sphingobacteria; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


3868206 3868289 17 


3985514 3985597 17 


4088214 4088297 17 


4089705 4089788 17 


4091194 4091277 17 


4092690 4092773 17 


Bacteroidetes; 
4094171 4094254 17 


99 


99 


99 


99 


99 


99 


Flavobacteria; 


99 


strain SW49 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
270742 Bacteria_16S 


hveragerdense Bacteria; 


Flavobacteria; 


Thermodesulfobacterium. 


270742 Bacteria_16S 
leiognathi strain 
Bacteria; 
270742 Bacteria_16S 


thermophilus strain IMV-B-3037 16S ribosomal RNA, parti 


thermophilus Bacteria; 
Methylococcus. 
270742 Bacteria_16S 


strain 40 16S ribosomal RNA, partial 


Proteobacteria; 
270742 Bacteria_16S 


strain S-16 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


270742 Bacteria_16S 
strain W 1471 16S 
Firmicutes; 
270742 Bacteria_16S 


Bacteria; 
270742 Bacteria_16S 


Bacteria; 
270742 Bacteria_16S 
strain BSB 41.8 1 
Proteobacteria; 
270742 Bacteria_16S 


Clostridia; 


gi 


16S ribosomal RNA, partial sequence 


Bacteroidales; Porphyromonadaceae; 


gi 


gi 


6S ribosomal RNA, partial sequence 4086933 40 
Flavobacteriales; 


gi 


6S ribosomal RNA, partial sequence 4088431 40 
Flavobacteriales; 


gi 


6S ribosomal RNA, partial sequence 4089922 40 
Flavobacteriales; 


gi 


gi 


6S ribosomal RNA, partial sequence 4092900 40 
Flavobacteriales; 


marinisedimentorum strain DSM 15388 16S ribosomal RNA, 


marinisedimentorum Bacteria; 


270742 Bacteria_16S 
oleivorans strain 
Bacteria; 
270742 Bacteria_16S 
impatiens strain 
Bacteria; 
Saccharospirillum. 
270742 Bacteria_16S 


4100045 4100128 17 99 gi|219846153|ref|NR_025743.1 
sequence 4098796 410017 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyc 
4229651 4229734 17 99 gi|219846049|ref|NR_025639.1 

4228378 42297 

Flavobacteriales; Flavobacteriaceae; Aequorivita. 

90356 90414 41 99 gi|265679003|ref|NR_029311.1 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 
Thermodesulfobacteria; Thermodesulfobacteriales; Thermode 
177369 177451 17 99 gi| 265678945 |ref|NR_029253.1 
L1 16S ribosomal RNA, partial sequence 176048 177513 Photob 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photoba 
180356 180438 17 99 gi| 265678943 |ref|NR_029251.1 
al sequence 179074 180523 
Proteobacteria; Gammaproteobacteria; Methylococcales; Meth 
214325 214407 17 99 gi|265678920|ref|NR_029228.1 

sequence 213019 21448 

Gammaproteobacteria; Oceanospirillales; Marinomonas. 

275022 275120 2 99 gi| 265678877 |ref|NR_029183.1 

273748 27524 
282528 282626 1 99 gi| 265678872 |ref|NR_029178.1 

ribosomal RNA, partial sequence 281272 28276 

Clostridiales; Eubacteriaceae; Eubacterium. 

342238 342320 17 99 gi|265678830|ref|NR_029135.1 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrog 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
499472 499554 17 99 gi|265678719|ref|NR_029024.1 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrog 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy 
501024 501106 17 99 gi|265678718|ref|NR_029023.1 

6S ribosomal RNA, partial sequence 499730 50125 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenopha 
516153 516235 17 99 gi|265678708|ref|NR_029013.1 
partial sequence 514864 

Proteobacteria; Gammaproteobacteria; Reinekea. 

578670 578752 17 99 gi| 265678667 |ref|NR_028972.1 
MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalas 


40M4T 16S ribosomal RNA, 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


270742 Bacteria_16S 


thermophilum strain 7 16S ribosomal RNA, partial sequence 


605682 605764 17 


645493 645575 17 


807167 807225 41 


complete sequence 


99 


99 


99 


gi 


gi 


gi 


Fla 


219846317 


219846235 


6S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteriales; 


219846161 


219846160 


219846159 


219846158 


219846157 
943 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


265678648 


EL-105 16S ribosomal RNA, partial sequence 60442 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


265678621 


644174 645732 Vibrio le 


265678508 


38668 
Po 


883 


Flavobacteriaceae; Maribacter. 


898 
Flavobacteriaceae; 


913 
Flavobacteriaceae; 


sequence 
Flavobacteriale 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Tha 
ref 


Sac 


ref 


93 3868368 Porph 
rphyromonas. 


4091411 40928 


0 605869 Saccha 


NR_025907.1 


NR_025825.1 

Roseivirga. 
NR_025751.1 
NR_025750.1 


NR_025749.1 


NR_025748.1 
4 
s; Flavobact 
NR_025747.1 


enibacter. 


lassolituus. 
NR_028953.1 
charospirill 


NR_028926.1 
ntus Bacteri 


ref 


Porphyromonas levii 


yromonas levii Bacteria; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 
mmeovirgaceae; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 
Maribacter. 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 
Maribacter. 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 
Flavobacteriaceae; Ar 


Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Photobacterium 
acterium leiognathi 
cterium. 

Methylococcus 

Methylococcus 
ylococcaceae; 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Hydrogenovibrio 

enovibrio marinus 

; Hydrogenovibrio. 
Hydrogenophaga 

enophaga defluvii 

drogenophaga. 

Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Reinekea 
516365 Reinekea 


Thalassolituus 
solituus oleivorans 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Vibrio lentus strain 
a; Proteobacteria; 


NR_028811.1 


Thermodesulfobacterium 


805842 807361 Thermodesulfobacterium 


thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 


Thermodesulfobacterium. 

270742 Bacteria_16S 944578 944660 17 
strain 2 16S ribo 
Proteobacteria; 
270742 Bacteria_16S 946141 946223 17 


99 


99 


gi 
somal RNA, partial sequence 943283 944795 Hydro 
Betaproteobacteria; Burkholderiales; Co 


gi 


265678416 


265678415 


mamonadace 


ref 


ae; 
ref 


genophaga flava 


NR_028718.1 


Hydrogenoph 
NR_028717.1 


a 


Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 


pseudoflava strain GA3 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
270742 Bacteria_16S 947705 947787 17 99 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 
270742 Bacteria_16S 1065544 1065626 17 99 gi 
primoryensis strain KMM 3633 16S ribosomal RNA, partial 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Ma 
270742 Bacteria_16S 1066998 1067080 17 99 gi|265678333|ref|NR_028635.1 
strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
270742 Bacteria_16S 1248215 1248269 1 55 gi| 219857449 |ref|NR_025037.1 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 124845 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia 
270742 Bacteria_16S 1278131 1278213 17 99 gi| 219846127 |ref|NR_025717.1 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 1276861 127826 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwe 
270742 Bacteria_16S 1331319 1331385 34 99 gi|219846082|ref|NR_025672.1| Bifidobacterium 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
270742 Bacteria_16S 1505457 1505547 1 91 gi|219846440 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubac 
270742 Bacteria_16S 1608638 1608720 17 99 gi|219878471|ref|NR_025610.1| Shewanella 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 1608812 Shewanella 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 
270742 Bacteria_16S 


944846 946358 Hydrogenophaga pseudoflava 


265678334|ref|NR_028636.1 


sequence 1064282 106570 


Marinomonas 
0 Marinomonas 
rinomonas. 
Rheinheimera pacifica 
pacifica Bacteria; 


Neochlamydia 
9 Neochlamydia 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 


ref |NR_026031.1 
1504208 150555 
teriaceae; Eubac 


Eubacterium 
0 Eubacterium 
terium. 


saphenum 
saphenum 


1643395 1643453 41 99 gi|219878448 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 16435 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

270742 Bacteria_16S 1672461 1672543 17 99 gi|219878427|ref|NR_025566.1| Enterobacter cowanii 
strain 888-76 16S ribosomal RNA, partial sequence 1671187 1672548 Enterobacter cowanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

270742 Bacteria_16S 1737946 1738028 17 99 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 
270742 Bacteria_16S 1833705 1833803 2 99 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 
270742 Bacteria_16S 1864074 1864156 17 99 gi 
israelensis strain Bal 16S ribosomal RNA, partial sequence 18627 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
270742 Bacteria_16S 1937070 1937152 17 99 gi|219878237|ref|NR_025376.1| Comamonas 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
270742 Bacteria_16S 2012192 2012274 18 99 gi| 219878188 |ref|NR_025327.1 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

270742 Bacteria_16S 2191403 2191484 18 99 gi| 219857605 |ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 
270742 Bacteria_16S 2224556 2224614 41 99 gi| 219857583 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 22232 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; 
Thermodesulfatator. 
270742 Bacteria_16S 
acetigenes strain 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 


B 
219878292 |ref|NR_025431.1| Chromohalobacter 
71 1864302 Chromohalobacter israelensis 
Halomonadaceae; Chromohalobacter. 


Comamonas. 
Planctomyces maris 
maris Bacteria; 


ref|NR_025171.1| Thermodesulfatator 
20 2224715 Thermodesulfatator indicus DSM 
Thermodesulfobacteriaceae; 


2255026 2255124 1 99 gi 
Lup33 16S ribosomal RNA, partial sequen 


219857563 
ce 22537 


ref|NR_025151.1 
47 2255269 Sporan 


Sporanaerobacter 
aerobacter acetigenes 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 
270742 Bacteria_16S 2400662 2400752 2 92 gi|219857460|ref|NR_025048.1| Hyphomicrobium 


chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 


270742 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


subsp. pectinolyt 


salmonicida subsp. 


Aeromonadaceae; 


putrefaciens stra 
putrefaciens Bact 


270742 Bacteria_16S 
CCUG 20334 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 
270742 Bacteria_16S 


palleronii strain 
palleronii Bacter 


intermedia strain 
Bacteria; Proteob 


strain ATCC 12775 
Proteobacteria; G 


pneumoniae strain 
pneumoniae Bacter 


strain BSB411 16S 
Proteobacteria; B 


CECT 4600 16S rib 
Proteobacteria; G 


strain DSM 3662 1 
Firmicutes; Clost 


teria; 
270742 Bacteria_16S 


ribosomal RNA, 


ridia; 
270742 Bacteria_16S 


2435720 2435810 9 


Firmicutes; 
2457068 2457150 17 


2464484 2464582 1 


Firmicutes; 


2544008 2544090 17 


2645455 2645537 17 


2856286 2856368 17 


2935812 2935894 17 


2982814 2982868 1 


3014789 301487117 


3227964 3228046 17 


3274772 3274870 1 


Clostridiales; 
3567607 3567689 17 


99 


ain TMC4 16S ribosomal RNA, partial sequence 
Clostridia; 


99 


99 


in DSM 1291 16S ribosomal RNA, partial sequence 
Clostridia; 


99 


99 


S1 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 
270742 Bacteria_16S 


99 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 
270742 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 
270742 Bacteria_16S 


99 


55 


TW-183 16S ribosomal RNA, partial sequence 
ia; Chlamydiae; Chlamydiales; Chlamydiaceae; 
270742 Bacteria_16S 


99 


complete sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
270742 Bacteria_16S 


99 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 
270742 Bacteria_16S 


99 


6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


99 


strain NS 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


thermopalmarium B 


acrylicus strain 
Bacteria; 


acteria; 
270742 Bacteria_16S 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial 
cellobioparum Bacteria; 
270742 Bacteria_16S 


3584138 3584236 1 


Firmicutes; 
3594961 3595059 1 


Firmicutes; 
3766829 3766910 17 


3863640 3863722 18 


99 


99 


Clostridia; 


99 


W218 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
270742 Bacteria_16S 


99 


strain Q-1 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


270742 Bacteria_16S 


strain HAR-13 16S 


Bacteroidia; 


ribosomal RNA, 


3896034 3896088 1 


3963608 3963690 17 


Bacteroidales; 


55 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
270742 Bacteria_16S 


99 


strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
270742 Bacteria_16S 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 
270742 Bacteria_16S 

saccharolytica strain BOR-Y 16S ribosomal RNA, partial 
saccharolytica Bacteria; 


Soehngenia. 


270742 Bacteria_16S 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 
leptinotarsae Bacteria; Tenericutes; Mollicutes; 


270742 Bacteria_16S 


strain G3-29 16S 


3972459 3972541 17 


Proteobacteria; 
4072815 4072913 1 


Firmicutes; 


4145840 4145938 2 


4187288 4187370 17 


151341 151437 2 


99 


Betaproteobacteria; 


99 


Clostridia; 


99 


99 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
270742 Bacteria_16S 


99 


strain W6 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


Rikenellaceae; 


gi] 219857431 


Clostridiales; 
gi|]219857413 


ica strain 34mel 16S ribosomal RNA, partial sequence 
pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 
270742 Bacteria_16S 


gi|219857407 


Clostridiales; 


gi|219857348 


219857228 
26441 


gi 


219856887 
28549 


gi 


gi| 219856833 


gi|219846935 
Chl 
gi|219846914 
3013492 30150 


gi|219846769 
3226672 32281 
gi|219846738 
Eubacteriu 
gi|219846531 
3566301 35677 
gi|219846520 
Clostridiales; 
gi|219846512 
sequence 
Clostridiales; Cl 
gi|219846387 
37655 


gi|219846320 
3862330 38638 
Rikenel 
gi|219846298 
3894733 38962 


gi|219846250 
3962329 39637 
gi|219846244 
Burkh 
219846171 


sequence 
Clostridiales; C 


gi 


gi|219846117 
Entomoplasmatale 
gi|219846085 
4186000 41874 


gi| 265678962 


Clostridiaceae; 


Clostridiaceae; 


Burkholderiales; 


ref |NR_025019.1 


ref|NR_025001.1 


ref|NR_024995.1 


ref|NR_024936.1 


ref |NR_024856.1 


ref |NR_024706.1 


ref |NR_024652.1 


293453 


ref|NR_026527.1 
2981577 298305 
amydophila. 
ref|NR_026506.1 


Acidovorax. 


ref|NR_026361.1 


ref |NR_026330.1 
m. 


ref|NR_026123.1 


ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025910.1 


la. 


ref|NR_025888.1 


ref |NR_025840.1 
ae; Rhodoferax. 
ref |NR_025834.1 
3971185 397263 
olderiales; Coma 
ref|NR_025761.1 
4071551 407304 


ref|NR_025707.1 

4144567 414608 
s; Spiroplasmata 
ref|NR_025675.1 


ibrio 


lostridiales Family XI. 


Clostridium 


2434473 2435953 Clostridium 
Clostridium. 


Aeromonas salmonicida 


2455783 2457213 Aeromonas 
Gammaproteobacteria; Aeromonadales; 


Clostridium 


2463226 2464712 Clostridium 
Clostridium. 


Hydrogenophaga 


2542716 2544225 Hydrogenophaga 
Comamonadaceae; 


Hydrogenophaga. 
Hydrogenophaga 


82 2645662 Hydrogenophaga intermedia 
Comamonadaceae; Hydrogenophaga. 


Pseudomonas flectens 


85 2856506 Pseudomonas flectens Bacteria; 


Oceanospirillum 
1 2935988 Oceanospirillum 


Oceanospirillales; Oceanospirillum. 


Chlamydophila 
5 Chlamydophila 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
270742 Bacteria_16S 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridium 

5 Clostridium 
Clostridium. 
Clostridium 

3 Clostridium 
ostridium. 
Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Vibrio superstes 


86 Vibrio superstes Bacteria; 


Clostridium litorale 


ref |NR_029270.1 


150066 151566 Clostridium litorale Bacteria; 


Clostridium. 


270742 Bacteria_ 


strain II-2 16S r 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

270742 Bacteria_16S 1249762 1249829 33 99 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

270742 Bacteria_16S 2496191 2496256 2 67 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

270742 Bacteria_16S 2570027 2570124 2 99 gi|219857288|ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270742 Bacteria_16S 2768326 2768379 48 99 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

270742 Bacteria_16S 2789651 2789724 18 91 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

270742 Bacteria_16S 3049737 3049818 18 99 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

270742 Bacteria_16S 3533744 3533841 2 99 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

270742 Bacteria_16S 3550824 3550921 2 99 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270742 Bacteria_16S 505675 505735 32 91 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 


strain DV1140 16S 
Thermotogae; Ther 


270742 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


270742 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


270742 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


270742 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


270742 Bacteria_16S 


aerolata strain V 
Bacteria; Actinob 


Promicromonospora. 
270742 Bacteria_16S 


strain DSM 13256, 
Thermotogae; 


strain IHB1 16S r 
Thermotogae; Ther 


270742 Bacteria_16S 


histidinovorans s 
histidinovorans B 


270742 Bacteria_16S 


strain LX 16S rib 
Tenericutes; Moll 


270742 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


270742 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


270742 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


270742 Bacteria_16S 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 
Clostridiales; 


intestinale Bacte 


16S 979878 979935 1 58 


ibosomal RNA, partial sequence 


gi 


978631 98004 


265678391 


ref |NR_028693.1 


Ther 
270742 Bacteria_16S 


ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
699866 699934 17 85 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
761145 761189 9 53 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
1110553 1110605 47 99 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 

Collinsella. 

1332925 1332985 32 91 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1449750 1449806 45 99 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ma 


er 


s 
Co 


v 


eq 
S; 


ce 
al 


1917249 1917309 32 91 gi 
16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho 
2828683 2828743 32 91 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 
3088895 3088963 31 99 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3786358 3786441 17 99 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3799940 3800008 32 99 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3865172 3865240 32 99 gi 


1 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
162193 162220 72 99 gi 


ria; Firmicutes; Clostridia; 


504361 50587 


265678583 
698584 69993 


265678539 
759866 76120 


265678302 


228721494 


224581421 


219878250 
219856905 
2827347 28288 
219846863 
ri 
219846373 
3785096 37865 


219846363 
3798661 38001 


ref 


Thi 
ref 


tiaceae; 


Neis 
ref 

a 
rial 


iaceae; 


equence 
riobacte 


uence 
Thermotogac 
ref 

14484 
es; Micrococ 
ref 


19159 


ref 


ref 
sequence 
diales; Clos 


ref 


ref 


219846319 


16S ribosomal RNA, partial sequence 38638 
cteroidia; Bacteroidales; Rikenellaceae; Alistipes. 
154496 154547 48 99 gi|265678960|ref 


153188 15467 
Oxobacter. 
265678955 


ref 


109258 11107 


1331586 13330 


60 1449852 Promi 


11 1917433 Thermo 


3087607 30890 


52 3865319 Alist 


NR_028888.1 


ocystis. 
NR_028843.1 


seria. 
NR_028604.1 
2 
es; Coriobac 
NR_027617.1 
9 
eae; Thermos 
NR_027202.1 
c 
cineae; Pro 


NR_025389.1 


NR_024726.1 


NR_026455.1 
9 
tridiaceae; 
NR_025964.1 


NR_025954.1 
NR_025909.1 
i 


NR_029268.1 


ref 


Clostrid 


NR_029263.1 


iaceae; Clos 


1 Thermosipho atlanticus Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Collinsella 
0 Collinsella 
terineae; 


Thermosipho 
7 Thermosipho 
ipho. 
Promicromonospora 
romonospora aerolata 


micromonosporaceae Hi 


Lewinella cohaerens 
8 Lewinella cohaerens Bacteria; 


Thiocystis violascens 
4 Thiocystis violascens Bacteria; 


Thermosipho geolei 
sipho geolei Bacteria; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Natronincola 
0 Natronincola 
Natronincola. 
Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium 


160899 162283 Clostridium 


tridium. 


270742 Bacteria_16S 
strain EUH N 1304 
Bacteroidetes; 
270742 Bacteria_16S 
strain ATCC 33779 
Bacteroidetes; 
270742 Bacteria_16S 
strain WPH 179 16 
Bacteroidetes; 
270742 Bacteria_16S 
subtile strain F3 


270742 Bacteria_16S 
saeculare strain 
Bacteria; Actinob 
270742 Bacteria_16S 
strain NO-502 16S 
Bacteroidetes; 
270742 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; 
270742 Bacteria_16S 
strain B14 16S ri 
Bacteroidetes; 
270742 Bacteria_16S 


-72B 16S ribosomal RNA, partial sequence 323869 325347 P 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
326764 326791 72 99 gi| 265678843 |ref|NR_029148.1 
16S ribosomal RNA, partial sequence 325398 326875 P 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
328289 328316 72 99 gi| 265678842 |ref|NR_029147.1 
S ribosomal RNA, partial sequence 326926 32843 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
336038 336121 17 99 gi|265678834|ref|NR_029139.1 
95 16S ribosomal RNA, partial sequence 334755 336267 B 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
339169 339252 17 99 gi| 265678832 |ref|NR_029137.1 
RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifido 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
536082 536149 33 99 gi|265678695|ref|NR_029000.1 
ribosomal RNA, partial sequence 534808 53626 


strain T-3 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
270742 Bacteria_16S 
lithotrophicum st 


270742 Bacteria_16S 
acidifaciens stra 
Bacteria; Bacteroidetes; 
270742 Bacteria_16S 
ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae; 
270742 Bacteria_16S 
strain TMO 16S ri 
Thermotogae; Thermotogales; 
270742 Bacteria_16S 


antarcticus Bacte 
Algoriphagus. 
270742 Bacteria_16S 
strain LMG 21970 
Bacteroidetes; 
270742 Bacteria_16S 
winogradskyi stra 
winogradskyi Bacteria; 
Algoriphagus. 
270742 Bacteria_16S 
strain BA134 16S 
Bacteroidetes; 
270742 Bacteria_16S 
strain DSM 12145 


ria; 


325235 325262 72 


1050407 1050506 1 
rain 17S 16S ribosomal RNA, partial sequence 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulf 
1106020 1106047 72 
in A40 16S ribosomal RNA, partial sequence 11046 
Bacteroidia; 
1361727 1361802 17 
10331 16S ribosomal RNA, 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 
1394875 1394926 41 
bosomal RNA, partial sequence 


1617564 1617647 17 
antarcticus strain LMG 21980 16S ribosomal RNA, partial 


sequence 
Bacteroidetes; Sphingobacteria; Sphingobact 
1619087 1619170 17 99 gi|219878464 


16S ribosomal RNA, partial sequence 1617815 16192 
Sphingobacteria; 
1622133 1622216 17 
in LMG 21969 16S ribosomal RNA, partia 
Bacteroidetes; 


1625164 1625247 17 
ribosomal RNA, partial sequence 
Sphingobacteria; 
1718260 1718287 72 
16S ribosomal RNA, partial sequence 1716916 17183 


99 gi| 265678844 


Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 
571271 571298 72 99 gi| 265678672 |ref|NR_028977.1 
ribosomal RNA, partial sequence 569932 57142 
Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
730157 730184 72 99 gi|265678562|ref|NR_028866.1 
bosomal RNA, partial sequence 728785 73027 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
975487 975570 17 99 gi|265678394|ref|NR_028696.1 
974224 97564 


Sphingobacteriales; 
99 


rospiracea 
265678345 


Sap 
gi 


urobacteri 


99 265678305 


gi 
Bacteroidales; Bacteroidace 
92 gi|228719712 
complete sequence 13604 
idimicrobi 
91 gi| 228715897 
1393543 13950 
Thermotoga. 
99 gi 


Thermotogaceae; 
219878465 


lobacteria 
219878462 
1 sequence 
Sphingobac 


Sphingobacteriales; Cyc 
99 gi 
Sphingobacteria; 

99 gi|219878460 
1623889 16253 


Sphingobacteriales; Cyclobacteria 
99 gi| 219878396 


ref |NR_029149.1 


Lewinella. 
NR_028647.1 
1049100 105058 
aceae; Balneariu 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides 
ref|NR_027584.1 


eC; 


ales; Acidimicro 


ref|NR_027542.1 


ref |NR_025604.1 
1616292 161776 
eriales; Cycloba 


ref|NR_025603.1 
87 Algoriphagus 
ceae; Algoriphag 
ref|NR_025601.1 

1620861 162233 
teriales; Cyclob 
ref|NR_025599.1 
ceae; Belliella 
ref|NR_025535.1 


Prevotella disiens 


revotella disiens Bacteria; 


Prevotella veroralis 


revotella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Bifidobacterium 


ifidobacterium subtile 


; Bifidobacterium. 
Bifidobacterium 

bacterium saeculare 

; Bifidobacterium. 
Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Balnearium 
0 Balnearium 
m. 
Bacteroides 
oides acidifaciens 


Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 


bineae; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 
3 Algoriphagus 
acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

270742 Bacteria_16S 1719727 1719810 17 99 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

270742 Bacteria_16S 2046983 2047010 72 99 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

270742 Bacteria_16S 2060769 2060867 1 99 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

270742 Bacteria_16S 2073067 2073094 72 99 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
strain ATCC 51261 16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

270742 Bacteria_16S 2365866 2365921 2 57 gi|219857483|ref|NR_025071.1| Mycoplasma elephantis 


strain E42 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2364627 2366086 Mycoplasma elephantis Bacteria; 


270742 Bacteria_16S 
equigenitalium strain T37 16S ribosomal RNA, partial sequ 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycopla 
270742 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; 


270742 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; 


270742 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


270742 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


270742 Bacteria_16S 
15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


270742 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


270742 Bacteria_16S 


2367376 2367431 2 57 gi 


2560955 2560982 72 99 
ribosomal RNA, partial sequence 


gi 


219857482 
ence 
smataceae; Mycoplasma. 
219857337 
2559665 25611 


Synergistia; Synergistales; Synergistaceae; Aminobacterium. 
2700966 2700993 72 99 gi|219857188|ref|NR_024816.1 
ribosomal RNA, partial sequence 2699606 27 


ref|NR_025070.1 
2366137 236759 


ref |[NR_024925.1 


Bacteroidia; 


Bacteroidales; 
2702506 2702533 72 


ribosomal RNA, partial sequence 


cteroidia; Bacteroidales; 
2740142 2740169 72 


Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


tes; Clostridia; 


2760844 2760898 45 


2791090 2791141 41 


ogae; Thermotogales; 


2887261 2887288 72 


Prevotellaceae; 


99 


99 


99 


91 


99 


gi|219857187 


2701149 27026 
Prevotellaceae; 


gi|219857161 


gi| 219857146 


gi| 219857123 


6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; Thermotoga. 


gi| 219856865 


nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 


nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; 
270742 Bacteria_16S 
strain 10371 16S ribosomal RNA, partial sequence 


Bacteroidetes; Ba 


270742 Bacteria_16S 


3145952 3145979 72 


cteroidia; Bacteroidales; 


3265744 3265771 72 


99 


99 


DSM 10228 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


270742 Bacteria_16S 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Firmicutes; Clost 


270742 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial sequence 
Clostridiales; 


fimetarium strain 
fimetarium Bacter 


270742 Bacteria_16S 
Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermo 
irae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 
270742 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


strain DSM 9537 1 
Fusobacteria; Fus 


strain ATCC 43185 
Bacteroidetes; Ba 


270742 Bacteria_16S 
n NCTC 11490 16S ribosomal RNA, partial 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


270742 Bacteria_16S 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


270742 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


270742 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; 


ridia; Clostridiales; 


3276312 3276379 32 


ridia; Clostridiales; 
3277831 3277898 32 


Firmicutes; 
3288510 3288537 72 


ia; 


3391970 3392053 17 


3393526 3393553 72 


cteroidia; Bacteroidales; 
3480776 3480859 17 


Actinomyces. 
3494527 3494586 2 


e; Thermocrispum. 
3547844 3547871 72 


cteroidia; Bacteroidales; 
4007801 4007884 17 


4010897 4010980 17 


Clostridia; 


99 


99 


99 


99 


16S ribosomal RNA, partial sequence 


ria; Actinobacteria; Actinobacteridae; 


99 gi|219846650|ref|NR_026242.1 
3392191 3393612 Bacter 

Bacteroidaceae; Bacteroides. 
99 gi| 219846589 |ref|NR_026181.1 
sequence 3479494 348091 
Actinomycetales; Actinomy' 
61 gi|219846580|ref|NR_026172.1 
sequence 3493260 349458 
Actinomycetales; Pseudonoc 
99 gi| 219846545 |ref|NR_026137.1 


99 


ibosomal RNA, partial sequence 
Sphingobacteria; 
270742 Bacteria_16S 


99 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


ornithinivorans B 
Algoriphagus. 


4097103 4097186 17 


acteria; Bacteroidetes; 


270742 Bacteria_16S 


4098589 4098672 17 


99 


99 


gi|219846825 


3144616 31460 
Prevotellaceae; 


gi|219846744 


3264433 32658 
Clostridiaceae; 


gi| 219846737 


gi|219846736 
gi|219846729 


gi|219846651 


6S ribosomal RNA, partial sequence 3390715 33921 
obacteriales; Fusobacteriaceae; Propionigenium. 
270742 Bacteria_16S 


6S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas 
Porphyromonadaceae; 


gi|219846218 


4006528 40080 
Sphingobacteriales; Cyclobacteriaceae; 


gi|219846216 


4009610 40110 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; 
270742 Bacteria_16S 
ornithinivorans strain JC2052 16S ribosomal RNA, partial 
Sphingobacteria; 


gi|219846155 


gi|219846154 


halophilus strain JC2051 16S ribosomal RNA, partial sequence 


halophilus Bacter 


270742 Bacteria_16S 
strain Y12-2 16S ribosomal RNA, partial sequence 


ia; Bacteroidetes; 
4226707 4226790 17 


Sphingobacteria; 


99 


Sphingobacteriales; 


gi|219846051 


Eubacteriaceae; 


Eubacteriaceae; 


Porphyromonas. 


sequence 
Sphingobacteriales; 


ref|NR_024815.1 


ref |NR_024789.1 


ref|NR_024774.1 


ref|NR_024751.1 


ref|NR_024684.1 
2885932 288740 


ref |NR_026417.1 


ref |NR_026336.1 


ref|NR_026329.1 


ref|NR_026328.1 
3276555 327802 
Aceto 


ref|NR_026321.1 


ref|NR_026243.1 


ref |NR_025808.1 
03 Algoriphagus 
Algoriphag 
ref|NR_025806.1 
Idiomarina. 
ref|NR_025745.1 

4095844 409726 
Cyc 


ref|NR_025744.1 
4097319 409874 
Cyclobac 


Mycoplasma 
6 Mycoplasma 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Prevotella salivae 


01098 Prevotella salivae Bacteria; 
Prevotella. 


Prevotella shahii 


38 Prevotella shahii Bacteria; 
Prevotella. 


Thermodesulfobium 


2738810 2740172 Thermodesulfobium narugense 
Thermodesulfobiaceae; Thermodesulfobium. 


Actinokineospora 


Actinosynnemataceae; 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Eubacterium 
8 Eubacterium 


Eubacterium. 


Prevotella pallens 


69 Prevotella pallens Bacteria; 
Prevotella. 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 
Clostridium. 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
Acetobacterium. 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Thermodesulfovibrio 
desulfovibrio islandicus 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Bacteroides caccae 
oOides caccae Bacteria; 


Actinomyces 
5 Actinomyces 
cineae; 


Thermocrispum 
8 Thermocrispum 


ardineae; 


Porphyromonas cansulci 
cansulci Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 


ref |NR_025641.1 


Aequorivita crocea 


4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 


270742 Bacteria_16S 4228179 4228262 17 99 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

270742 Bacteria_16S 51200 51282 17 99 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
270742 Bacteria_16S 79858 79884 73 99 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

270742 Bacteria_16S 188055 188153 1 99 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

270742 Bacteria_16S 215900 215926 73 99 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

270742 Bacteria_16S 308493 308575 17 99 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

270742 Bacteria_16S 329752 329850 1 99 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

270742 Bacteria_16S 370512 370538 73 99 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

270742 Bacteria_16S 419619 419645 73 99 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

270742 Bacteria_16S 442797 442879 18 99 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

270742 Bacteria_16S 491864 491890 73 99 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
strain G-16.1 16S ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

270742 Bacteria_16S 493371 493397 73 99 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

270742 Bacteria_16S 710047 710073 73 99 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

270742 Bacteria_16S 711605 711631 73 99 gi|265678575|ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

270742 Bacteria_16S 737653 737751 2 99 gi|265678556|ref|NR_028860.1| Entomoplasma lucivorax 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

270742 Bacteria_16S 943015 943097 17 99 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

270742 Bacteria_16S 950832 950914 17 99 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

270742 Bacteria_16S 952391 952473 17 99 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

270742 Bacteria_16S 953942 954024 17 99 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

270742 Bacteria_16S 955502 955584 17 99 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

270742 Bacteria_16S 998641 998667 73 99 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
270742 Bacteria_16S 1030461 1030487 73 99 gi|265678358|ref|NR_028660.1| Thiomicrospira 


thermophila strain I78 16S ribosomal RNA, partial sequence 


1029105 1030582 Thiomicrospira thermophila 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


270742 Bacteria_16S 
psychrophila stra 
Proteob 
270742 Bacteria_16S 


Bacteria; 


strain DB21MT-5 1 
Proteobacteria; 


strain MBIC3157 1 
Proteobacteria; 


Halomonas. 


270742 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; 


strain Esulfidel 
Proteobacteria; 


sarecensis strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


270742 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


270742 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


270742 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


270742 Bacteria_16S 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


270742 Bacteria_16S 


strain : 
Proteobacteria; 


LMG 2096 
G 


270742 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


270742 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


270742 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


270742 Bacteria_16S 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


270742 Bacteria_16S 


salipaludis strai 
Bacteria; Proteob 


270742 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


1089464 1089490 73 99 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1112136 1112162 73 99 gi 


ammaproteobacteria; Alteromonadales; M 
1154398 1154424 73 99 gi 


ammaproteobacteria; Vibrionales; Vibri 
1212061 1212087 73 99 gi 
rain Slthf2 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


s 


1215031 1215057 73 99 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1216511 1216537 73 99 gi 


gi 


ammaproteobacteria; Oceanospirillales; H 
1276696 1276722 73 99 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1282534 1282616 18 99 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
1376937 1377019 17 99 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1385977 1386003 73 99 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


ce 
ir 


ce 
ol 


eo 


1463213 1463239 73 99 gi 

50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1579452 1579478 73 99 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1756361 1756387 73 99 gi 


en 
na 


se 


ammaproteobacteria; Oceanospirillales; H 
1768315 1768413 1 99 gi 
ZF2 16S ribosomal RNA, partial sequenc 


tes; Clostridia; Clostridiales; Clostr 


e 
id 


1784928 1784954 73 99 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1865712 1865738 73 99 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


H 


s 
a; 


1929622 1929648 73 99 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Mor 
1931158 1931184 73 99 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Mor 
2117236 2117262 73 99 gi 
DSM 6810 16S ribosomal RNA, partial sequ 


a; Proteobacteria; Gammaproteobacteria; 


gi 


2138409 2138435 73 99 gi 
n SM-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2147411 2147437 73 99 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


en 
na 


se 


270742 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


2288696 2288794 2 99 gi 
osomal RNA, partial sequence 


icutes; Entomoplasmatales; Entomoplasmat 


265678317 
ence 10881 
nadales; 
265678301 
6S ribosomal RNA, partial sequence 1110771 11122 
oritellace 
253680754 
6S ribosomal RNA, partial sequence 1153118 11545 
onaceae; 
224581438 


teria; 
224581436 
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Halomonad 
224581404 
16S ribosomal RNA, partial sequence 1215201 12166 
219846179 
219846087 
1281261 12827 
228717818 


228716834 
equence 


224581411 
219846381 


1578118 15795 


219878369 
6S ribosomal RNA, partial sequence 1755010 17565 


219878359 


219878347 


219878291 


219878242 
1928261 19297 


219878241 
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219857657 


219857643 
219857637 
2146078 21475 


219857540 
2287434 2288933 Mesoplasma florum Ll Bacteria; 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028602.1 


P 


Moritella. 
NR_028002.1 


ae; 
ref 
Photobacterium. 
ref |NR_027220.1 
1210750 121215 
anospirillales; 


equence 
Oce 
ref|NR_027218.1 


acea 
ref 


e; Halomona 
NR_027185.1 
alomonadaceae; Halomona 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref|NR_027556.1 
1384632 138613 
Alteromonadale 


12753 
illales; 


aceae; E 
13756 
deriales 


bacteria; 


ref|NR_027192.1 
ce 1461862 1463368 Marino 
dales; Alteromonadaceae; 
ref|NR_025972.1 
udomonadacea 
ref 


e; Pseudomon 
NR_025508.1 
alomonadaceae; Halomona 
ref|NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 


17670 
iales Fa 


ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref |NR_025430.1 

1864353 186588 
pirillales; Halo 


17835 
alomonad 


equence 
Oceanos 


ref |NR_025381.1 


itellace Moritella. 


NR_025380.1 


ae; 
ref 


Moritella. 
ref |NR_025246.1 

2115900 211739 
nadales; Alterom 


itellaceae; 
ence 
Alteromo 


ref|NR_025232.1 
ce 2137073 2138564 Microb 
dales; Alteromonadaceae; 
ref|NR_025226.1 
udomonadacea 
ref 


e; Pseudomon 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
s. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Entomoplasma somnilux 


somnilux Bacteria; 


Polaromonas 

monas naphthalenivorans 
Polaromonas. 
Shewanella 

1 Shewanella 

s; Shewanellaceae; 


’ 


Marinobacter 

bacter bryozoorum 
Marinobacter. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Ss. 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Halomonas muralis 

nas muralis Bacteria; 
Chromohalobacter 

4 Chromohalobacter 

monadaceae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Microbulbifer 
0 Microbulbifer 
onadaceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 


NR_025128.1 


aceae; Mesoplasma. 


Mesoplasma florum 


270742 Bacteria_16S 


strain KF46F 16S 
Proteobacteria; 


strain KCTC 12005 
Proteobacteria; 


Clostridiaceae; 


strain YKJ-16 16S 
Proteobacteria; 


strain ATCC 4973 
Proteobacteria; 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


270742 Bacteria_16S 
alcaliphila strai 
alcaliphila Bacte 


Pseudomonas. 


270742 Bacteria_16S 


strain ATCC 49968 
Bacteria; 


resinovorans Bact 
Pseudomonas. 


270742 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


270742 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


270742 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


270742 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


270742 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


270742 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


270742 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


270742 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


270742 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


270742 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


270742 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


B 
270742 Bacteria_16S 


B 
270742 Bacteria_16S 
stercorarium subs 

Clostridium stercorarium subsp. 
Cc 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


G 
270742 Bacteria_16S 


Proteob 
270742 Bacteria_16S 
resinovorans stra 


2305259 2305341 17 99 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2315901 2315983 17 99 gi 
16S ribosomal RNA, partial sequence 


gi 


lostridium. 

2391683 2391709 73 99 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2529570 2529596 73 99 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
2648580 2648606 73 99 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


’ 


2816597 2816623 73 99 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2859455 2859481 73 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2972198 2972224 73 99 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


s 
baa 8 


2973713 2973739 73 99 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


al 
er 


3075238 3075296 41 99 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3230907 3231005 1 99 gi 


en 
al 


ridia; Clostridiales; Clostridiales Fami 
3314328 3314410 17 99 gi 
in G3 100 16S ribosomal RNA, partial s 


eria; Proteobacteria; Deltaproteobacteri 


3320487 3320513 73 99 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteobact 
3353929 3353955 73 99 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3386086 3386112 73 99 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


gi 
H 


1 
ia 


3387559 3387585 73 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3429634 3429660 73 99 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
3532298 3532395 2 99 
omal RNA, partial sequence 

ridiales; Clostridiaceae; Sarcina. 

3658767 3658793 73 99 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


H 


Ss 
gi 


he 


s 
ri 


ma. 


H 


se 


qu 


eq 
ia 


na 


eq 


eq 


219857526 
2303983 23054 
monadace 
219857519 


219857466 
2390343 23918 
alomonad 
219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
udomonad 
219857226 
ence 

Thiotric 


219856913 
uence 


, 


219856885 


a; 


219846941 
sequenc 
ia; 


219846872 
ce 30739 
es; 
219846767 
16S ribosomal RNA, partial sequence 3229651 32311 
ly XI. 
219846711 
uence 


a; 


219846706 
uence 
eria; 


219846682 
3352589 33540 
alomonad 
219846659 
sequence 


, 


219846658 


wanellac 
219846555 
3531057 3532455 Sarci 


219846466 
equence 


a; 


3687608 3687706 2 99 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846446 
3686364 3687830 Mycoplasma yeatsii Bacteria; 


dales; 
219846942 
equence 


alomonad 
219846625 


23146 


Pseudo: 


28581 
P 


Pseud 


Pseu 


Rhod 


I 


Desul 


Oc 


Oceano 


33862 


34282 


Alter 


ref|NR_025114.1 
ae; Xenophilus. 
ref|NR_025107.1 
34 2316097 Comamo 


ref |NR_025054.1 


acea 
ref 


e; 
NR_024946.1 


aceae; Pseudomon 
ref |NR_024854.1 

2647248 264867 
hales; Piscirick 


ref|NR_024734.1 
2815260 281674 
monadales; Pseud 


ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_026534.1 
2970861 297232 


omonadales; Pseu 


ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
NR_026303.1 
3313036 331453 
fovibrionales; D 


ref |NR_026298.1 
3319157 332063 
eanospirillales; 


ref|NR_026274.1 
aceae; Halomonas 
ref|NR_026251.1 

3384746 338616 
spirillales; Hal 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomona 
ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella 
ref |NR_026147.1 
na maxima Bacter 


ref|NR_026058.1 
3657404 365891 
omonadales; Shew 


Ss. 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
2326535 2326632 1 99 gi|219857512|ref|NR_025100.1| Clostridium 
p- leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Halomonas. 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Thiomicrospira 

1 Thiomicrospira 

ettsiaceae; 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Pseudomonas 

5 Pseudomonas 

domonadaceae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Ferribacterium 
acterium limneticum 
ibacterium. 
Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Halomonas 
3 Halomonas 


Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Shewanella benthica 
ella benthica Bacteria; 


Sarcina maxima strain 
ia; Firmicutes; 


Shewanella 
0 Shewanella 
anellaceae; Shewanella. 


ref |NR_026037.1 


Mycoplasma yeatsii 


270742 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


270742 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


270742 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


270742 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


270742 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


270742 Bacteria_16S 


pelophila strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain DSS12 16S 


Proteobacteria; G 


270742 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; G 


270742 Bacteria_16S 


lipolyticum strai 
Bacteria; Proteob 


270742 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


270742 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; G 


270742 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


270742 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


270742 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


270742 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


270742 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


270742 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


270742 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


3689125 3689223 2 99 gi| 219846445 |ref|NR_026036.1 
bosomal RNA, partial sequence 3687881 36893 
icutes; Mycoplasmataceae; Mycoplasma. 
3775705 3775803 2 99 gi|219846380|ref|NR_025971.1 
in KS-1 16S ribosomal RNA, partial sequence 3774462 377592 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3810535 3810561 73 99 gi| 219846356 |ref|NR_025947.1 
bosomal RNA, complete sequence 3809177 38107 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
3836384 3836410 73 99 gi|219846338|ref|NR_025928.1 
bosomal RNA, partial sequence 3835060 38365 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
3837914 3837940 73 99 gi| 219846337 |ref|NR_025927.1 
osomal RNA, partial sequence 3836584 38380 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
3839460 3839486 73 99 gi|219846336|ref|NR_025926.1 
4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomi 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
3951650 3951676 73 99 gi|219846258|ref|NR_025848.1 
ribosomal RNA, partial sequence 3950287 39517 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
3953208 3953234 73 99 gi| 219846257 |ref|NR_025847.1 
ibosomal RNA, partial sequence 3951843 39533 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
4003389 4003415 73 99 gi| 219846223 |ref|NR_025813.1 
n M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photob 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photoba 
4021518 4021544 73 99 gi|219846209|ref|NR_025799.1 
SW-145 16S ribosomal RNA, partial sequence 4020178 402167 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero: 
4056278 4056304 73 99 gi|219846183|ref|NR_025773.1 
ibosomal RNA, partial sequence 4054980 40563 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
4057764 4057790 73 99 gi| 219846182 |ref|NR_025772.1 
TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microb 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
4119665 4119763 2 99 gi|219846138|ref|NR_025728.1 
bosomal RNA, partial sequence 4118405 41199 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4136445 4136543 2 99 gi|219846123|ref|NR_025713.1 
rain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
cteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 
4138011 4138109 2 99 gi|219846122|ref|NR_025712.1 
ribosomal RNA, partial sequence 4136739 41382 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4142707 4142805 2 99 gi|219846119|ref|NR_025709.1 
ribosomal RNA, partial sequence 4141437 41429 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4144273 41443712 99 gi|219846118|ref|NR_025708.1 
ribosomal RNA, partial sequence 4143001 41445 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4147405 4147503 2 99 gi|219846116|ref|NR_025706.1 
ain PUP-1 16S ribosomal RNA, partial sequence 4146134 414764 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 
4150525 4150623 2 99 gi|219846114|ref|NR_025704.1 
ribosomal RNA, partial sequence 4149264 41507 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4152091 4152189 2 99 gi|219846113|ref|NR_025703.1 
ibosomal RNA, partial sequence 4150819 41521 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4153519 4153617 2 99 gi|219846112|ref|NR_025702.1 
ribosomal RNA, partial sequence 4152247 41537 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4155084 4155182 2 99 gi|219846111|ref|NR_025701.1 
ribosomal RNA, partial sequence 4153813 41553 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4156650 4156748 2 99 gi|219846110|ref|NR_025700.1 
ibosomal RNA, partial sequence 4155378 41568 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4159781 4159879 2 99 gi|219846108|ref|NR_025698.1 
bosomal RNA, partial sequence 4 


icutes; Entomoplasmatales; Spiroplasmata 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Thiomicrospira 
crospira pelophila 

Thiomicrospira. 

Shewanella violacea 


’ 


92 Shewanella violacea Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Marinobacter 
2 Marinobacter 
monadaceae; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


ceae; 


Spiroplasma. 


Spiroplasma chinense 


158509 4160024 Spiroplasma chinense Bacteria; 


270742 Bacteria_16S 


strain BARC 857 1 


Tenericutes; Moll 
270742 Bacteria_16S 
grammopterae stra 
grammopterae Bact 
270742 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


270742 Bacteria_16S 
lipolyticus strai 
lipolyticus Bacte 


Marinobacter. 


270742 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; 
Bacteria; 


strain SH 106 16S 
Planctomycetes; P 


270742 Bacteria_16S 
modestum strain G 


modestum Bacteria 


270742 Bacteria_16S 


strain E58 16S ri 


HTCC2155 strain H 
HTCC2155 Bacteria 


270742 Bacteria_16S 
16S ribosomal RNA, partial sequence 1417633 14190 


strain s840-96-2 
Firmicutes; Clost 


270742 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


270742 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


270742 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


270742 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


270742 Bacteria_16S 


strain B422 16S r 
Bacteroidetes; Ba 


270742 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; Sp 


270742 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


270742 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


270742 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


270742 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


270742 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


Sp 
270742 Bacteria_16S 
proteolyticum str 
Firmicu 
270742 Bacteria_16S 


bosomal RNA, complete sequence 


ridia; Clostridiales; Clostridiales Fami 
1614535 1614632 2 99 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
2608603 2608676 19 92 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
3364756 3364809 2 55 gi 
SM 4136 16S ribosomal RNA, partial seq 


; Verrucomicrobia; Verrucomicrobiae; V 


id 


ia 
er 


ue 
er 


3564621 3564703 17 
RNA, partial sequence 

ia; Vibrionales; Vibrionaceae; Vibrio. 
3573686 3573713 72 99 gi 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3979616 3979672 2 58 gi 
16S ribosomal RNA, partial sequence 

hingobacteria; Sphingobacteriales; Fle 
4184252 4184333 18 99 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


99 gi 


ae 


xi 


qu 
al 


1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
270742 Bacteria_16S 


219878467 


219857263 


219846674 


219846533 
3563299 3564734 Vibri 


219846527 
3572354 35738 


219846239 


219846088 


1372311 1372348 17 54 gi| 228718145 |ref|NR_027571.1 
TCC2155 16S ribosomal RNA, partial sequence 1371035 137251 
; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera 

1418898 1418995 2 99 gi|224581446|ref|NR_027228.1 


ly XI. Incer 
ref 

16132 
iales Family 
ref 
1 sequen 
ia; Oceanosp 
ref 
nce 
rucomicrobia 
ref 
o ne 


ref 


, 


ella 
ref 


Prevot 


39784 
bacteraceae; 


ref 


rs 


ence 


es; Peptostr 


4185716 4185813 3 99 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
130200 130227 72 99 gi 
ribosomal RNA, partial sequence 


270742 Bacteria_16S 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 


219846086 
4184459 41859 


265678976 
128870 13034 


ref 


Entom 


ref 


aceae; 


26 Chlamydophila 


59 1614770 Helco 


ce 2607312 26087 


3363492 33649 


37 3979693 Cytop 


183005 41844 


49 Entomoplasma 


tae Sedis; H 
NR_025606.1 
cal 
XI. Incerta 
NR_024894.1 
7 
irillales; N 
NR_026266.1 
8 
les; Verruco 
NR_026125.1 
reis Bacteri 


NR_026119.1 


NR_025829.1 
h 

Cytophaga. 
NR_025678.1 
0 
eptococcacea 
NR_025676.1 


oplasma. 
NR_029284.1 


4164378 4164476 2 99 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4175059 4175157 2 99 gi|219846097|ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4181212 4181310 2 99 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 

ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4191952 4191978 73 99 gi|219846081|ref|NR_025671.1| Marinobacter 
n SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

4237241 4237307 34 99 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

181834 181931 2 99 gi|265678942|ref|NR_029250.1| Clostridium 
ain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

217324 217405 18 99 gi|265678918|ref|NR_029226.1| Blastopirellula marina 

ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

232440 232481 17 58 gi|265678908|ref|NR_029216.1| Propionigenium 
ra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

1367678 1367731 2 55 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 


pecorum E58 Bacteria; 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 

Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Neptunomonas 

7 Neptunomonas 
eptunomonas. 
Verrucomicrobium 

3 Verrucomicrobium 
microbiaceae; 


Vibrio nereis strain 
a; Proteobacteria; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Tepidibacter 

8 Tepidibacter 

e; Tepidibacter. 
Entomoplasma luminosum 


luminosum Bacteria; 


Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
408799 408823 75 99 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
in HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
eria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 
604309 604333 75 99 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 
16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
cales; Desulfurobacteriaceae; Thermovibrio. 
849757 849797 17 57 gi|265678480|ref|NR_028783.1| Klebsiella 


848542 849823 Klebsiella 


singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Klebsiella. 


270742 Bacteria_16S 
strain DSM 2588 1 
Bacteroidetes; Sp 


941479 941547 32 99 gi 


hingobacteria; 


270742 Bacteria_16S 1296271 1296327 2 58 gi| 224581415 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 12963 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidace 
270742 Bacteria_16S 1367752 1367776 75 99 gi| 228718799 


strain E58 16S ribosomal RNA, complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
270742 Bacteria_16S 1935620 1935672 48 99 gi 
strain CHOO1A 16S ribosomal RNA, partial sequence 
Proteobacteria; E 
270742 Bacteria_16S 
thermolithotrophu: 
thermolithotrophu: 
270742 Bacteria_16S 


2088402 2088426 75 99 gi 


2728135 2728203 32 99 gi 


hydrogeniphila strain 29W 16S ribosomal RNA, partial se 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrog 


270742 Bacteria_16S 3896109 3896133 75 99 
strain HAR-13 16S ribosomal RNA, complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
270742 Bacteria_16S 4139607 4139675 32 99 


gi 


gi 


syrphidicola strain EA-1 16S ribosomal RNA, partial seq 


syrphidicola Bacteria; Tenericutes; Mollicutes; Entomop 
270742 Bacteria_16S 4158245 4158313 32 99 gi 


chrysopicola strain DF-1 16S ribosomal RNA, partial seq 


chrysopicola Bacteria; Tenericutes; Mollicutes; Entomop 
270742 Bacteria_16S 10201 10240 17 56 gi 
tunicata strain D2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
270742 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 
Coprothermobacter 
270742 Bacteria_16S 
strain SEBR 7054 
Thermotogae; Thermotogales; Thermotogaceae; 
270742 Bacteria_16S 967891 967914 73 
strain 4A 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
270742 Bacteria_16S 1181788 1181811 76 99 gi 
ATCC BAA-548 16S ribosomal RNA, partial sequence 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; 
270742 Bacteria_16S 1183282 1183309 72 99 gi 
stercorihominis DSM 17244 16S ribosomal RNA, partial se 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostri 
270742 Bacteria_16S 1224008 1224035 72 99 gi 
strain AM1114 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
270742 Bacteria_16S 1372371 1372394 76 99 gi 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial seq 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lent 
270742 Bacteria_16S 1783427 1783481 3 57 gi 
strain CCUG 41628 16S ribosomal RNA, partial sequence 
Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriace 
270742 Bacteria_16S 2238319 2238386 32 99 gi 
californiensis strain APO 16S ribosomal RNA, partial se 
californiensis Bacteria; Firmicutes; Clostridia; Clostr 
270742 Bacteria_16S 3102342 3102409 32 99 gi 
strain Z-7934 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
270742 Bacteria_16S 3130972 3131039 32 99 gi 
salinarius strain SG3903 16S ribosomal RNA, partial seq 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerob 
270742 Bacteria_16S 3373776 3373843 32 99 gi 
lacunarum strain DSM 6640 16S ribosomal RNA, partial se 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobi 
270742 Bacteria_16S 3778907 3778958 41 91 gi 
strain SL1 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 


203417 203468 45 96 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


248026 248077 41 91 gi 
Thermotoga. 
96 gi 


6S ribosomal RNA, partial sequence 940206 94166 
Sphingobacteriales; Chi 


1366379 13679 


1934336 19357 
psilonproteobacteria; Campylobacterale 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 


3894733 38962 


16S ribosomal RNA, partial sequence 246697 24821 


966531 96793 


1180467 11819 


1222664 12241 


3101054 31025 


3777587 37790 


265678418 


tinophagac 


219878238 


s; Campylo 
219878131 
1 sequence 
sulfurobac 
219857169 
quence 

enothermac 
219846298 


219846121 
uence 
lasmatales 
219846109 
uence 
lasmatales 
265679057 
8961 
nadales; 


P 


265678928 
ence 20208 
naerobacte 


265678897 


265678400 


Halomonad 
228717635 


Victivall 
228717350 
quence 

dia; Clost 
219878346 


Caminicell 
228718145 
uence 
isphaerace 
219878348 
17821 
ae; Sneath 
219857574 
quence 
idiales; C 
219846854 


Tindallia. 
219846835 
uence 

iales; Hal 
219846668 
quence 

ales; Halo 
219846378 


270742 Bacteria_16S 10260 10282 77 99 gi 
tunicata strain D2 16S ribosomal RNA, partial sequence 


obac 


bact 


ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinopha 
ref|NR_027196.1 
48 Bacteroides 
ae; Bacteroides. 
ref|NR_027576.1 
26 Chlamydophila 


ref|NR_025377.1 
49 Campylobacter 
bacteraceae; 
ref |NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_024797.1 
2726822 272832 
eae; Persephonel 
ref|NR_025888.1 


ref|NR_025711.1 
138305 413982 

; Spiroplasmatac 
ref|NR_025699.1 
4156944 415845 

; Spiroplasmatac 
ref|NR_029365.1 
10291 Pseudo 
seudoalteromona 


rs 


ref|NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


ref |NR_029205.1 


ref |NR_028702.1 


acea 
ref 


e; Halomona 
NR_027565.1 


is. 
ref|NR_027562.1 
181973 118343 
ridiales; Eubact 


ref|NR_025485.1 


bR 


a. 
ref|NR_027571.1 

1371035 137251 
ae; Lentisphaera 
ref|NR_025487.1 
75 1783536 Sneath 
ia. 
ref|NR_025162.1 

2237029 223848 
lostridiaceae; T 
ref |NR_026446.1 


ref |NR_026427.1 
129667 313104 
teroidaceae; 
ref |NR_026260.1 

3372496 337395 
eroidaceae; 
NR_025969.1 


w 


ref 


265679057 
8961 


d 


Chitinophaga pinensis 


pinensis Bacteria; 
g 


a. 
Bacteroides stercoris 


stercoris ATCC 43183 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Persephonella 
8 Persephonella 
la. 
Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Coprothermobacter 
hermobacter 


ulfobiaceae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 
s. 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


Sneathia sanguinegens 
ia sanguinegens 


Tindallia 

3 Tindallia 

indallia. 

Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


ref|NR_029365.1 
10291 Pseudo 


Pseudoalteromonas 
alteromonas tunicata 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


270742 Bacteria_16S 482497 482547 41 91 gi|265678730|ref|NR_029035.1] Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

270742 Bacteria_16S 654393 654491 1 99 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

270742 Bacteria_16S 1457222 1457272 17 67 gi|224581416|ref|NR_027197.1| Achromobacter 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

270742 Bacteria_16S 1901053 1901103 17 67 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

270742 Bacteria_16S 2560894 2560940 2 48 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

270742 Bacteria_16S 3431065 3431115 17 67 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

270742 Bacteria_16S 3629738 3629764 73 99 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

270742 Bacteria_16S 2105105 2105170 34 99 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

270742 Bacteria_16S 2508294 2508375 18 99 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

270742 Bacteria_16S 2824140 2824205 32 96 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

270742 Bacteria_16S 3957632 3957653 75 96 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 

270742 Bacteria_16S 218903 218943 18 58 gi| 265678917 |ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

270742 Bacteria_16S 974002 974026 75 99 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

270742 Bacteria_16S 1192281 1192305 75 99 gi|228715750|ref|NR_027538.1| Persephonella marina 
strain EX-H1l 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

270742 Bacteria_16S 1242290 1242314 75 99 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

270742 Bacteria_16S 1248290 1248314 75 99 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

270742 Bacteria_16S 2232244 2232268 75 99 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

270742 Bacteria_16S 2475069 2475109 18 58 gi|219857400|ref|NR_024988.1| Mycoplasma 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 2473825 2475268 Mycoplasma 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

270742 Bacteria_16S 2476564 2476604 18 58 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 
strain 4822 16S ribosomal RNA, partial sequence 2475319 2476773 Mycoplasma fastidiosum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

270742 Bacteria_16S 2982889 2982913 75 99 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

270742 Bacteria_16S 3220488 3220512 72 96 gi|219846774|ref|NR_026366.1| Coprothermobacter 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprothermobacter platensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Coprothermobacter. 
270742 Fungi_16S 1280 1363 17 99 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 


1514 


Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


270742 Fungi_16S 2789 2872 17 99 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

270742 Fungi_16S 4327 4410 17 99 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

270742 Fungi_16S 5887 5970 17 99 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

270742 Fungi_16S 7443 7526 17 99 gi| 265678348 |ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

270742 Fungi_16S 8945 9028 17 99 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

270742 Fungi_16S 10431 10514 17 99 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

270742 Fungi_16S 11912 11995 17 99 gi|219857175|ref|NR_024803.1] Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

282320 Bacteria_16S 1919640 1919693 23 76 gi|219878248|ref|NR_025387.1| Chryseobacterium 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
282320 Bacteria_16S 621785 621838 24 77 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

282320 Bacteria_16S 565951 566006 22 77 gi|265678675|ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

282320 Bacteria_16S 1712866 1712917 24 75 gi| 219878399 |ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
282320 Bacteria_16S 800336 800389 23 76 gi|265678512|ref|NR_028815.1| Kaistella koreensis 


strain Chj707 16S 


ribosomal RNA, partial sequence 


799765 80123 


6 Kaistella koreensis Bacteria; 


Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Hymenobacter 
Hymenobacter 


xibacteraceae; 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Hymenobacter 

7 Hymenobacter 
teraceae; Hymenobacter. 
Hymenobacter 

2 Hymenobacter 
bacteraceae; 


Desulfovibrio 
4 Desulfovibrio 


esulfovibrionaceae; 


Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Formosa algae strain 
a; Bacteroidetes; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 
282320 Bacteria_16S 1921148 1921201 23 76 gi| 219878247 |ref|NR_025386.1 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 192206 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 
Chryseobacterium. 

282320 Bacteria_16S 18640 18691 24 75 gi|265679051|ref|NR_029359.1 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fle 
Hymenobacter. 

282320 Bacteria_16S 1273065 1273116 24 75 gi|219846220|ref|NR_025810.1 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacte 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

282320 Bacteria_16S 1274487 1274538 24 75 gi|219846219|ref|NR_025809.1 
strain AT1013 16S ribosomal RNA, partial sequence 1273959 12753 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 
282320 Bacteria_16S 1905929 1905980 24 75 gi| 219878259 |ref|NR_025398.1 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 190681 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibac 
282320 Bacteria_16S 3065634 3065685 24 75 gi|219846878|ref|NR_026470.1 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 306652 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexi 
Hymenobacter. 

282320 Bacteria_16S 3151248 3151303 23 78 gi| 219846821 |ref|NR_026413.1 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 315218 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; D 
Desulfovibrio. 

282320 Bacteria_16S 940748 940800 22 74 gi|265678418|ref|NR_028720.1 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophag 
282320 Bacteria_16S 425058 425109 24 75 gi|265678771|ref|NR_029076.1 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteri 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

282320 Bacteria_16S 1072222 1072273 24 75 gi| 265678329 |ref|NR_028631.1 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 107168 


vladivostokensis 
Vitellibacter. 


Bacteria; Bacteroidetes; Flavobacteria 


Flavobac 


v 


teriales; Flavob 


Vitellibacter 
71073086 Vitellibacter 
acteriaceae; 


282320 Bacteria_16S 
aggregatus strain 


282320 Bacteria_16S 


anatipestifer strain ATCC 11845 16S ribosomal RNA, part 
anatipestifer Bacteria; 


282320 Bacteria_16S 
strain IFM 10035 


282320 Bacteria_16S 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


282320 Bacteria_16S 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


282320 Bacteria_16S 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


282320 Bacteria_16S 
strain MS1-3 16S 


282320 Bacteria_16S 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


282320 Bacteria_16S 


marinonascens strain DSM 43752 16S ribosomal RNA, partial 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
282320 Bacteria_16S 


strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


282320 Fungi_16S 


3578869 3578920 24 


3703489 3703544 22 


Bacteroidetes; 


1038888 1038912 34 


1040397 1040421 34 


1041935 1041959 34 


2438068 2438092 34 


2677747 2677771 34 


3475530 3475554 34 


3477057 3477081 34 


4075146 4075170 34 


570 594 34 


75 


77 


Flavobacteria; 


58 


58 


58 


58 


58 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


58 


58 


58 


58 


gi 


IFAM 1003 16S ribosomal RNA, partial 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


gi 


gi 


2677198 26786 


gi 


gi 


gi 


gi 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


282320 Fungi_16S 


strain IFM 0784 16S ribosomal RNA, partial sequence 1564 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


282320 Fungi_16S 


strain IFM 0575 16S ribosomal RNA, partial sequence 3067 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


290086 Bacteria_16S 


strain Ifremer A365 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


290086 Bacteria_16S 


2079 2103 34 


3617 3641 34 


42192 42088 1 


169980 169876 1 


58 


58 


104 


104 


strain Fowl 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; 


290086 Bacteria_16S 


223565 223461 1 


104 


strain 40 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; 


290086 Bacteria_16S 


fontislapidosi strain F23 16S ribosomal RNA, partial sequence 
fontislapidosi Bacteria; 


Idiomarina. 
290086 Bacteria_16S 
69 16S ribosomal 


290086 Bacteria_16S 


ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 


Bacteria; 
290086 Bacteria_16S 
strain DSM 30039 


367534 367430 1 
Proteobacteria; 


487202 487098 1 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


488773 488669 1 


690850 690746 1 


104 


Gammaproteobacteria; Alt 


104 


485792 487320 Vibri 


104 


104 


gi 


gi 


gi 


gi 


168553 16998 
Vibrionaceae; V 


gi 


222148 22363 
Vibrionaceae; V 


gi 


gi 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


16S ribosomal RNA, partial sequence 689459 69096 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


290086 Bacteria_16S 


987741 987637 1 


104 


gi 


strain CDC 2970-59 16S ribosomal RNA, partial sequence 


Bacteria; 
290086 Bacteria_16S 


989321 989217 1 


104 


strain 167 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


290086 Bacteria_16S 


990901 990797 1 


104 


strain I-75 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


987916 98944 


gi 


FE 


219846523 


sequence 


219846434 


265678352 


265678351 


265678350 


219857429 


219857204 


219846592 


219846591 
sequenc 


219846169 


265678352 


1514 


265678351 
3016 


265678350 
4565 


265679036 
40774 


265678950 


265678914 


265678810 


265678727 
265678726 
48737 
265678589 
Enterobac 
265678386 
98633 
265678385 


Enterobac 
265678384 


Rhizobiales; 


nebacterineae; 


nebacterineae; 


Actinomycetales; 


ref|NR_026115.1| Blastobacter 
3578376 3579789 Blastobacter 
Bradyrhizobiaceae; Blastobacter. 


ref|NR_026025.1| Riemerella 


ial sequence 3702915 3704300 Riemerella 
lavobacteriales; 


Flavobacteriaceae; Riemerella. 
ref|NR_028654.1| Nocardia arthritidis 
31 Nocardia arthritidis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 
34 Nocardia pneumoniae Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 
83 Nocardia araoensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_025017.1| Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 
Nocardiaceae; Nocardia. 

ref |NR_024832.1| Nocardia takedensis 
45 Nocardia takedensis Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_026184.1| Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 
Nocardiaceae; Rhodococcus. 
ref|NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 
Corynebacterineae; 


ref|NR_025759.1| Nocardia xishanensis 

23 Nocardia xishanensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_029344.1| Vibrio pectenicida 
42243 Vibrio pectenicida Bacteria; 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 
ref|NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 


ibrio. 
ref|NR_029115.1| Idiomarina 
366150 367594 Idiomarina 


eromonadales; Idiomarinaceae; 


ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 


ref |NR_029031.1| Marinomonas 

1 488866 Marinomonas ushuaiensis 
Marinomonas. 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 

ref|NR_028688.1| Citrobacter murliniae 
6 987865 Citrobacter murliniae 
Enterobacteriaceae; Citrobacter. 
ref|NR_028687.1| Citrobacter braakii 

5 Citrobacter braakii Bacteria; 
teriaceae; Citrobacter. 


ref|NR_028686.1| Citrobacter sedlakii 


989496 991017 Citrobacter sedlakii Bacteria; 


290086 Bacteria_16S 
strain OK-1 16S r 
G 
290086 Bacteria_16S 
ATCC 35469 16S ri 
Proteob 
290086 Bacteria_16S 
DSM 9799 16S ribo 
G 
290086 Bacteria_16S 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


290086 Bacteria_16S 


strain 08145 16S 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 
strain 75-80 16S 
Proteobacteria; 
Proteobacteria; 
strain LMG 20362 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain CDC 2991-8 
Proteobacteria; 


strain ATCC15947 
Bacteria; 


strain JCM1680 16 
Proteobacteria; 


strain JCM1679 16 
Proteobacteria; 


Proteobacteria; 


290086 Bacteria_16S 


strain JCM1234 16 


strain ATCC 29903 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
290086 Bacteria_16S 


strain ATCC 15338 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
290086 Bacteria_16S 


strain 717 16S ri 


290086 Bacteria_16S 


strain ATCC 14048 


G 
290086 Bacteria_16S 
strain KMM 231 16 
G 
290086 Bacteria_16S 
strain KMM 227 16 
G 
290086 Bacteria_16S 


G 
290086 Bacteria_16S 
strain Albert 199 
G 
290086 Bacteria_16S 


G 
290086 Bacteria_16S 
LMG 19999 16S rib 
G 
290086 Bacteria_16S 
strain 63 16S rib 
G 
290086 Bacteria_16S 
mediterranea stra 
mediterranea MMB- 
290086 Bacteria_16S 
strain CDC 0876-5 
Proteob 
290086 Bacteria_16S 


G 
290086 Bacteria_16S 


Proteob 
290086 Bacteria_16S 


G 
290086 Bacteria_16S 


G 
290086 Bacteria_16S 
strain S-1 16S ri 
G 


1010723 1010619 1 104 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1119710 1119606 1 104 
bosomal RNA, partial sequence 


gi 


Ss 
gi 


ammaproteobacteria; Vibrionales; Vibri 
1667954 1667850 1 104 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1777425 1777321 1 104 gi 


E 


ammaproteobacteria; Vibrionales; Vibrion 
1794007 1793903 1 104 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2092893 2092789 1 104 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2587095 2586991 1 104 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2636241 2636137 1 104 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2637805 2637701 1 104 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2763861 2763757 1 104 gi 


on 


he 


qu 
ob 


ct 


E 


acteria; Gammaproteobacteria; Enteroba 
2765377 2765273 1 104 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766893 2766789 1 104 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2893393 2893289 1 104 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


ct 


E 


E 


on 


2952587 2952483 1 104 gi 
S ribosomal RNA, partial sequence 
E 
3273376 3273272 1 104 gi 
16S ribosomal RNA, partial sequence 

E 
3560198 3560094 1 104 gi 
16S ribosomal RNA, partial sequence 

on 
3561713 3561609 1 104 
bosomal RNA, partial sequence 


gi 


on 


265678371 
1009316 10108 
hewanellac 
228716249 
1118333 11198 


on 
219878430 


219878352 
16S ribosomal RNA, partial sequence 1776030 17774 


219878340 
1792623 17941 


219878128 
2091488 20930 


219857277 


219857234 


219857233 


219857142 
16S ribosomal RNA, partial sequence 2762542 27639 


219857141 
2763991 27654 


219857140 
2765507 27669 


219856861 
2892009 28935 


219856822 
2951208 29526 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


290086 Bacteria_16S 219846739 


219846536 


219846535 
3560299 35617 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


aceae; 
16665 


nterobac 


aceae; V 


aceae; V 


wanellac 


ence 
acteria; 


26348 
eriales; 


26364 


nterobac 


eriales; 


nterobac 


nterobac 


aceae; V 


nterobac 


32719 
nterobac 


35587 


aceae; V. 


aceae; V 


G 


ref |NR_028673.1 


Shewanella 
NR_027549.1 


eae; 
ref 


rimontia. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025491.1 


ahora 
ref 


oO. 
NR_025479.1 
ibri 
ref 


oO. 
NR_025267.1 


eae; Shewanella 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024862.1 
42 2636362 Citro 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 


teri 
ref 


aceae; Edwar 
NR_024768.1 


teri 
ref 


aceae; Edwar 
NR_024680.1 


ibrio. 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


ibrio 


3566199 3566095 1 104 gi 
16S ribosomal RNA, partial sequence 


219846532 


Shewanella algae 


53 Shewanella algae Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

1343669 1343565 1 104 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
somal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
ammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 

1355900 1355796 1 104 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 
strain ATCC 33508 16S ribosomal RNA, partial sequence 1354469 1355953 Salinivibrio 
costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 

1382966 1382862 1 104 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

1546535 1546431 1 104 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

1548050 1547946 1 104 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

1660274 1660170 1 104 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


56 Edwardsiella ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


72 Edwardsiella hoshinae Bacteria; 


dsiella. 
Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


ref|NR_026124.1 


Vibrio natriegens 


3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


290086 Bacteria_16S 
strain ATCC 35912 
Bacteria; 
290086 Bacteria_16S 


3569210 3569106 1 


3750250 3750146 1 


104 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


104 


strain A089 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


290086 Bacteria_16S 


strain CL-SP19 16S ribosomal RNA, partial sequence 


290086 Bacteria_16S 
strain SW-117 16S 


290086 Bacteria_16S 


strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 41798 


3984118 3984014 1 


4030693 4030589 1 


4179767 4179663 1 


104 


104 


ribosomal RNA, partial sequence 


104 


219846530|ref 


gi 


219846401 |ref 


gi 


3567807 3569262 Vibri 
Vibrionaceae; 


NR_026122.1 


Vibrio. 
NR_025992.1 


Vibrio cincinnatiensis 


o cincinnatiensis 


Vibrio scophthalmi 


3748871 3750367 Vibrio scophthalmi Bacteria; 


219846236|ref 


gi 


NR_025826.1 


Idiomarina seosinensis 


3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


219846203 |ref 


gi 


Idiomarina. 
NR_025793.1 


Shewanella marisflavi 


4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


219846094 |ref 


gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


290086 Bacteria_16S 
strain U 5/41 16S 


290086 Bacteria_16S 
strain LMG 20536 


290086 Bacteria_16S 


4246335 42462311 


1798601 1798497 1 


172965 172861 1 


104 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


104 


16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


104 


strain PB 1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


290086 Bacteria_16S 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


290086 Bacteria_16S 
chilensis strain 
Bacteria; 
290086 Bacteria_16S 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; 


Desulfobulbus. 
290086 Bacteria_16S 
strain ATCC 13313 


290086 Bacteria_16S 


strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 


992472 992368 1 


1000195 1000091 1 


2256740 2256636 1 
Proteobacteria; 


3271838 32717341 


175982 175878 1 


104 


104 


Ch-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


104 


Deltaproteobacteria; 


104 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


104 


219722938|ref 


gi 


Shewanella. 
NR_025684.1 


Shewanella. 
NR_024570.1 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Escherichia coli 


4244934 4246383 Escherichia coli Bacteria; 


219878337 |ref 


gi 


265678948 |ref 


gi 


NR_025476.1 


NR_029256.1 


Escherichia. 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 
onaceae; Vibrio. 


Vibrio gazogenes 


171556 173003 Vibrio gazogenes Bacteria; 


265678383 |ref 


gi 


265678378 |ref 


gi 


219857562 |ref 


gi 


219846740|ref 


gi 


265678946 |ref 


gi 


Enterobacteriaceae; 


2255320 22567 


NR_028685.1 


NR_028680.1 


NR_025150.1 


NR_026332.1 


NR_029254.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


290086 Bacteria_16S 


717841 717739 1 


102 


strain B43 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


290086 Bacteria_16S 
strain Althfl 16S 


290086 Bacteria_16S 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial 


doudoroffii Bacteria; 
290086 Bacteria_16S 


1213580 1213478 1 


1455817 1455715 1 


Proteobacteria; 
1484541 1484439 1 


102 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


102 


102 


strain SW32 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


290086 Bacteria_16S 
9187 strain TA 4r 
Bacteria; 
290086 Bacteria_16S 


15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


290086 Bacteria_16S 
strain LMG 20546 


290086 Bacteria_16S 


livingstonensis strain NF22 16S ribosomal RNA, partial 
livingstonensis Bacteria; 


Shewanella. 
290086 Bacteria_16S 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragi 
Enterobacteriales; 


Gammaproteobacteria; 
290086 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


1496604 1496502 1 


1795562 1795460 1 


1797046 1796944 1 


1847603 1847501 1 
Proteobacteria; 


1999941 1999839 1 


2299349 2299247 1 


102 


complete sequence 


102 


1794167 1795601 Vibri 


102 


16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


102 


102 


102 


strain L2-TR 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


265678570|ref 


gi 


NR_028875.1 


Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 
Citrobacter. 


Thiomicrospira 


998800 1000269 Thiomicrospira chilensis 
Piscirickettsiaceae; 


Thiomicrospira. 
Desulfobulbus 


76 Desulfobulbus 
Desulfobacterales; Desulfobulbaceae; 


Shigella dysenteriae 


3270447 3271933 Shigella dysenteriae Bacteria; 


Enterobacteriaceae; Shigella. 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Enterobacter pyrinus 


716437 717968 Enterobacter pyrinus Bacteria; 


224581437|ref 


gi 


Enterobacteriaceae; 


NR_027219.1 


Enterobacter. 


Halomonas axialensis 


1212209 1213646 Halomonas axialensis Bacteria; 


224581417 
sequence 


gi ref 


219857506 |ref 


gi 


Halomonadaceae; 


1454432 145591 
Gammaproteobacteria; Aeromonadales; 


NR_027198.1 


NR_025094.1 


Halomonas. 


Aeromonadaceae; 


Oceanimonas 
5 Oceanimonas 
Oceanimonas. 
Kushneria marisflavi 


1483159 1484653 Kushneria marisflavi Bacteria; 


219846691 |ref 


gi 


219878339|ref 


gi 


219878338|ref 


gi 


219878304 
sequence 


gi ref 


219878196|ref 


gi 


219857531|ref 


gi 


o xuii Bacteria; 


1846218 184771 
Gammaproteobacteria; Alteromonadales; S 


NR_026283.1 
Tol 
NR_025478.1 


NR_025477.1 


NR_025443.1 


NR_025335.1 


a fontium Bacteria; 
Enterobacteriaceae; Pragia. 


NR_025119.1 


Kushneria. 


Tolumonas auensis DSM 


1495267 1496682 Tolumonas auensis DSM 9187 
Aeromonadaceae; 


umonas. 
Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Pragia fontium strain 
Proteobacteria; 


Idiomarina loihiensis 


2297982 2299396 Idiomarina loihiensis Bacteria; 


Idiomarinaceae; 


Idiomarina. 


290086 Bacteria_16S 
nigripulchritudo 
nigripulchritudo 
290086 Bacteria_16S 


290086 Bacteria_16S 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial 
psychrotropica Bacteria; 


290086 Bacteria_16S 
strain 1846 16S 


290086 Bacteria_16S 


3563233 3563129 1 


Proteobacteria; 
3660366 3660264 1 


Proteobacteria; 
3663426 3663324 1 


Proteobacteria; 
3675572 3675470 1 


1012271 1012166 1 


104 


102 


102 


102 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


104 


strain SB2B 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


290086 Bacteria_16S 


Bacteria; 
290086 Bacteria_16S 


48221 48117 1 


171456 171352 1 


104 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
gi| 265678949 


104 


strain 50 16S ribosomal RNA, partial sequence 


290086 Bacteria_16S 
398 16S ribosomal 


290086 Bacteria_16S 
leiognathi strain 
Bacteria; 
290086 Bacteria_16S 


Bacteria; 
290086 Bacteria_16S 
strain TF-27 16S 
290086 Bacteria_16S 


290086 Bacteria_16S 
luminescens subsp. 


174474 174370 1 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

gi| 265678945 
L1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


177467 177363 1 


285776 285672 1 


435177 435073 1 


516251 516147 1 


Proteobacteria; 
517814 517710 1 


104 


104 


104 


104 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


104 


Gammaproteobacteria; 
gi| 265678707 
complete 


104 


thracensis strain 39-8 16S ribosomal 


gi| 219846534 
strain 164 16S ribosomal RNA, partial sequence 
Bacteria; 


170036 17150 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


gi| 265678870 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 28438 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
gi| 265678765 
433793 43528 


gi| 265678708 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, 
marinisedimentorum Bacteria; 


Gammaproteobacteria; Vibrionales; 
gi|219846465 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 

frigidimarina Bacteria; 


Gammaproteobacteria; Alt 
gi|219846454 
3674212 36756 


46828 


17604 
Vibri 


Shewanellac 


partial se 


RNA, 


ref|NR_026126.1 


ref|NR_026057.1 


ref |NR_026055.1 


ref |NR_026045.1 


ref|NR_028672.1 

Shewanella. 
NR_029340.1 
48321 


ref |NR_029257.1 


ref|NR_029255.1 


ref |NR_029253.1 
onaceae; 
ref |NR_029176.1 


ref |NR_029070.1 
eae; Shewanella. 
ref|NR_029013.1 
quence 514864 
Reinekea. 
ref|NR_029012.1 
sequence 


o fischeri Bacteria; 


Vibrio 


3561815 3563248 Vibrio 
Vibrionaceae; Vibrio. 


Shewanella 


3658961 3660465 Shewanella 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
gi| 219846463 
sequence 3662041 3663526 Colwellia 

eromonadales; Colwelliaceae; 


Shewanella. 
Colwellia 


Colwellia. 
Pantoea ananatis 


66 Pantoea ananatis Bacteria; 
Enterobacteriaceae; 
gi| 265678370 
1010904 10123 
Shewanellaceae; 
gi| 265679032 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


Pantoea. 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Alcanivorax 


Alcanivorax borkumensis 
Alcanivoracaceae; 


Alcanivorax. 
Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 
Vibrio. 
gi| 265678947 
173054 174520 Vibri 


Vibrio fischeri strain 
Proteobacteria; 


Photobacterium 


8 177513 Photobacterium leiognathi 
Photobacterium. 


Desulfobulbus 


4 285824 Desulfobulbus rhabdoformis 
Desulfobulbaceae; 


Desulfobulbus. 
Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Reinekea 
516365 Reinekea 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 
290086 Bacteria_16S 
oleivorans strain 
Bacteria; 
290086 Bacteria_16S 
impatiens strain 
Bacteria; 
Saccharospirillum. 
290086 Bacteria_16S 


strain 289 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
gi| 265678633 


290086 Bacteria_16S 


Enterobacteriaceae; 


578768 578664 1 


605780 605676 1 


616614 616510 1 


628744 628640 1 


Photorhabdus. 


104 


104 


104 


complete sequence 


104 


strain M11 16S ribosomal RNA, partial sequence 


290086 Bacteria_16S 


40M4T 16S ribosomal RNA, 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
gi| 265678607 
662137 66364 


290086 Bacteria_16S 
strain 279-56 16S 


cloacae complex. 
290086 Bacteria_16S 
strain XINach 16S 


290086 Bacteria_16S 


645591 645487 1 
complete sequence 


663517 663413 1 


722485 722381 1 


746767 746663 1 


104 


104 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


104 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


104 


strain 4N13 16S ribosomal RNA, partial sequence 


290086 Bacteria_16S 


748142 748038 1 


104 


strain 9A01 16S ribosomal RNA, partial sequence 


290086 Bacteria_16S 


749517 749413 1 


104 


strain 4B02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


gi| 265678667 
MIL-1 16S ribosomal RNA, partial sequence 57740 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
gi| 265678648 
EL-105 16S ribosomal RNA, partial sequence 60442 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi|265678641 
615203 61674 


627341 62884 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
gi| 265678621 
644174 645732 Vibri 


gi| 265678567 
721087 72261 


gi| 265678549 
745469 74679 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
gi| 265678548 
746844 74816 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
gi| 265678547 
748219 749543 Acinetobacter bouvetii Bacteria; 


Enterobac 


Enterobac 


Enterobac 


ref |NR_028972.1 
Thalassolituus. 
ref |NR_028953.1 


ref |NR_028946.1 
ibrio. 
ref |NR_028938.1 


teriaceae; 
ref |NR_028926.1 


ref|NR_028912.1 
7 Enterobacter 
teriaceae; 


ref |NR_028871.1 
2 Photorhabdus 
teriaceae; 
ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacter 
ref |NR_028852.1 
8 Acinetobacter 
ae; 


ref |NR_028851.1 


o lentus Bacteria; 


Thalassolituus 


5 578770 Thalassolituus oleivorans 


Saccharospirillum 


0 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Morganella morganii 


2 Morganella morganii Bacteria; 
Morganella. 


Vibrio lentus strain 
Proteobacteria; 


Enterobacter cloacae 


cloacae Bacteria; 
Enterobacter; 


Enterobacter 


Photorhabdus temperata 


temperata Bacteria; 
Photorhabdus. 


Acinetobacter tandoii 


tandoii Bacteria; 


Acinetobacter gerneri 


gerneri Bacteria; 
Acinetobacter. 


Acinetobacter bouvetii 


290086 Bacteria_16S 750892 750788 1 104 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

290086 Bacteria_16S 753642 753538 1 104 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

290086 Bacteria_16S 770348 770244 1 104 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

290086 Bacteria_16S 819423 819319 1 104 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
strain 12993 16S ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

290086 Bacteria_16S 845407 845303 1 104 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 845502 Samsonia erythrinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 

290086 Bacteria_16S 1004711 1004607 1 104 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 
strain ATCC 33433 16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

290086 Bacteria_16S 1065642 1065538 1 104 gi|265678334|ref|NR_028636.1| Marinomonas 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

290086 Bacteria_16S 1067096 1066992 1 104 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 
strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

290086 Bacteria_16S 1136328 1136224 1 104 gi| 253680766 |ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

290086 Bacteria_16S 1186285 1186181 1 104 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

290086 Bacteria_16S 1187796 1187692 1 104 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

290086 Bacteria_16S 1189307 1189203 1 104 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

290086 Bacteria_16S 1190818 1190714 1 104 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

290086 Bacteria_16S 1258769 1258665 1 104 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

290086 Bacteria_16S 1278229 1278125 1 104 gi|219846127|ref|NR_025717.1| Thalassomonas 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 1276861 1278268 Thalassomonas 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Thalassomonas. 
290086 Bacteria_16S 1412922 1412818 1 104 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 


strain B-10-31 16 
Proteobacteria; G 


290086 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


290086 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


290086 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


290086 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


290086 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


290086 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; G 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1446769 1446665 1 104 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1553976 1553872 1 104 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1608736 1608632 1 104 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


se 


or 


E 


qu 
te 


1658720 1658616 1 104 


gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1699991 1699887 1 104 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1738044 1737940 1 104 gi 
ibosomal RNA, partial sequence 


ammaproteobacteria; Oceanospirillales; O 


290086 Bacteria_16S 
R-3712 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


1411537 14130 


udoalter 


224581423 
1445391 14468 


axellace 


219857220 


15525 
nterobac 


219878471 


ence 
ria; Alt 


219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


219878383 
1736673 17381 


1792533 1792429 1 104 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


omonadaceae; Alg 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025610.1 

1607365 160881 
eromonadales; Sh 


ref 
o fo 


NR_025575.1 
rtis Bacteri 


ref 
O° po 


NR_025547.1 
meroyi Bacte 


ref|NR_025522.1 


ref 


34 Algicola sagamiensis Bacteria; 


icola. 

Psychrobacter arenosus 
arenosus Bacteria; 

ry 

Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Shewanella 

2 Shewanella 
ewanellaceae; 


Vibrio fortis strain 
a; Proteobacteria; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 
leispira. 
219878341 


NR_025480.1 


Vibrio chagasii strain 


1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 


290086 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


290086 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; G 


290086 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


290086 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


290086 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


290086 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


290086 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


290086 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


290086 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


290086 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


I 
G 


290086 Bacteria_16S 


carotovorum subsp 


1864172 1864068 1 104 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1873395 1873291 1 104 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1914215 19141111 104 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1979744 1979640 1 104 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
1989134 1989030 1 104 gi 


ne 


ac 


ammaproteobacteria; Enterobacteriales; E 


1995321 19952171 104 gi 
ammaproteobacteria; Enterobacteriales; E 
1996857 1996753 1 104 gi 
ammaproteobacteria; Enterobacteriales; E 
1998402 1998298 1 104 gi 
ammaproteobacteria; Enterobacteriales; E 
2001475 2001371 1 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2003010 2002906 1 104 gi 


ct 


ammaproteobacteria; Enterobacteriales; E 


2028608 2028504 1 104 gi 
odoriferum strain LMG 17566 16S riboso: 


ir 
219878286 
1872026 18734 
or 
219878253 


na 
219878209 


219878292 


e 18627 
illales; 


axellace 


19128 
dales; 


19783 
terales; 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


nterobac 


219878199 
16S ribosomal RNA, partial sequence 1993927 19954 


nterobac 


219878198 
6S ribosomal RNA, partial sequence 1995493 19969 


nterobac 


219878197 
16S ribosomal RNA, partial sequence 1997016 19985 


nterobac 


219878195 


20000 
eriales; 


219878194 
6S ribosomal RNA, partial sequence 2001636 20031 


nterobac 


219878177 


mal RNA, 


M 


ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref |NR_025342.1 


teri 
ref 


aceae; Tatum 
NR_025338.1 


teri 
ref 


aceae; Serra 
NR_025337.1 


teri 
ref 


aceae; Rahne 
NR_025336.1 


teriaceae; Prote 
ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 
ref |NR_025333.1 


teri 
ref 
par 


aceae; Lemin 
NR_025316.1 
tial sequenc 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Acinetobacter parvus 
parvus Bacteria; 
i 

Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Obesumbacterium 
bacterium proteus 

eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Pectobacterium 
e 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


290086 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


290086 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


290086 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


290086 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; G 


290086 Bacteria_16S 


NCTC 5923 16S rib 
Proteobacteria; G 


290086 Bacteria_16S 


strain ATCC 33638 
Bacteria; Proteob 


290086 Bacteria_16S 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


290086 Bacteria_16S 


strain ACEM 9 16S 
Proteobacteria; G 


290086 Bacteria_16S 


Enterobacteriaceae; Pectobacterium. 

2108110 2108006 1 104 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


, 


et 
er 


2121811 21217071 104 gi 
Enterobacteriac 
104 gi 


ia; Enterobacteriales; 


2189942 2189838 1 


ea 


She 


gi 


ammaproteobacteria; Alteromonadales; 
2239919 2239815 1 104 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241430 2241326 1 104 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242941 2242837 1 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2244452 2244348 1 104 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


E 


E 


ct 


p 
ob 


2294904 2294800 1 104 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
2443448 2443344 1 104 


gi 


She 


gi 


219878115 


e sequen 
ia; Pseu 


219857654 
somal RNA, partial sequence 2120505 2121907 Cedec 


e; Cedec 


219857606 
6S ribosomal RNA, partial sequence 2188558 21900 


wanellac 


219857573 
2238534 22399 


nterobac 


219857572 
2240045 22415 


nterobac 


219857571 


22415 
eriales; 


219857570 


artial s 
acteria; 


219857535 
2293525 22949 


wanellac 


219857424 


strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 


Proteobacteria; G 


290086 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


290086 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


290086 Bacteria_16S 


strain ATCC 51603 


ammaproteobacteria; Alteromonadales; She 

2463134 2463030 1 104 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 


2525070 2524966 1 104 gi 


ct 


wanellac 


219857408 


24617 
eriales; 


219857361 


ribosomal RNA, partial sequence 2523668 25251 
eltaproteobacteria; Desulfobacterales; Desulfobu 
2621113 2621009 1 104 gi| 219857252 


16S ribosomal RNA, partial sequence 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ref 
ead 
ea. 

ref 


NR_025243.1 
avisae Bacte 


NR_025195.1 


eae; Shewanella 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref |NR_025123.1 


Shewanella 
NR_025012.1 


eae; 
ref 


eae; Shewanella. 
ref|NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref|NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Desulfotalea arctica 


arctica Bacteria; 


talea. 


ref|NR_024883.1 


Kluyvera georgiana 


2619736 2621149 Kluyvera georgiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


290086 Bacteria_ 
strain Y223G 16S 
Proteobacteria; 

290086 Bacteria_ 


schlegeliana stra 
schlegeliana Bact 


290086 Bacteria_ 


strain ATCC 12775 
G 


Proteobacteria; 
290086 Bacteria_ 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 


290086 Bacteria_ 


strain JCM1240 16 
G 


Proteobacteria; 
290086 Bacteria_ 


strain JCM1235 16 
G 


Proteobacteria; 
290086 Bacteria_ 


strain JCM6051 16 
G 


Proteobacteria; 
cloacae complex. 
290086 Bacteria_ 


strain LMG 2542 1 
G 


Proteobacteria; 
290086 Bacteria_ 


CECT 4600 16S rib 
G 


Proteobacteria; 
290086 Bacteria_ 


rubra strain ATCC 
Proteob 
Pseudoalteromonas 


Bacteria; 


290086 Bacteria_ 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


290086 Bacteria_ 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria 
Pseudoalteromonas 


290086 Bacteria_ 


radioresistens DS 
Proteob 


Bacteria; 
290086 Bacteria_ 


DSM 2403 16S ribo 
G 


Proteobacteria; 
290086 Bacteria_ 


strain DSM 6964 1 
G 


Proteobacteria; 
290086 Bacteria_ 


haemolyticus stra 
haemolyticus Bact 


Acinetobacter. 


290086 Bacteria_16S 


baumannii strain 


baumannii Bacteri 
290086 Bacteria_16S 


strain Milford 74 
Proteobacteria; 
Proteobacteria; 


strain ATCC 15712 
Bacteria; 


wasabiae strain S 
Bacteria; 


G 


G 


Proteob 
290086 Bacteria_16S 


Proteob 
290086 Bacteria_16S 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 


16S 2717490 2717386 1 104 
ribosomal RNA, partial sequence 


gi 
27 
16S 2735768 2735664 1 104 gi 
eria; 
16S 


Proteobacteria; 
2856384 2856280 1 104 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2935910 2935806 1 104 gi 


16S 2948108 2948004 1 104 gi 
S ribosomal RNA, partial sequence 29 
ammaproteobacteria; Enterobacteriales; 
16S 2949598 2949494 1 104 gi 
S ribosomal RNA, partial sequence 29 
ammaproteobacteria; Enterobacteriales; 
16S 2954085 2953981 1 104 gi 
S ribosomal RNA, partial sequence 29 
ammaproteobacteria; Enterobacteriales; 


16S 2967658 2967554 1 104 gi 


6S ribosomal RNA, partial sequence 29 
ammaproteobacteria; Enterobacteriales; 
16S 3228062 3227958 1 104 gi 
osomal RNA, partial sequence 


16S 3420792 3420688 1 104 gi 


16S 3423754 3423650 1 104 gi 


teria; Proteobacteria; 


16S 3426715 3426611 1 104 gi 


; Proteobacteria; Gammaproteobacteria; 


16S 3438178 3438074 1 104 gi 


16S 3439688 3439584 1 104 gi 


16S 3441197 3441093 1 104 gi 


16S 3442707 3442603 1 104 
in DSM 6962 16S ribosomal RNA, 
eria; Proteobacteria; 


gi 


3444216 3444112 1 
DSM 30007 16S ribosomal RNA, 


104 gi 
complete 


3558718 3558616 1 102 gi 
16S ribosomal RNA, partial sequence 


3567705 3567601 1 
osomal RNA, partial sequence 


104 gi 


3668039 3667935 1 104 gi 
16S ribosomal RNA, partial sequence 


3672559 3672455 1 104 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3674067 3673963 1 104 gi 


ammaproteobacteria; Alteromonadales; C 


in HRKA1 16S ribosomal RNA, partial se 
Gammaproteobacte 


3226672 32281 
ammaproteobacteria; Vibrionales; Vibri 


29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


ain NCIMB 1893 16S ribosomal RNA, part 
Gammaproteobact 


M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


somal RNA, partial sequence 3438312 3439771 Acine 
ammaproteobacteria; Pseudomonadales; M 


6S ribosomal RNA, partial sequence 3439822 34412 
ammaproteobacteria; Pseudomonadales; M 


complet 
Gammaproteobacte 


a; Proteobacteria; Gammaproteobacteria 


ammaproteobacteria; Vibrionales; Vibri 
290086 Bacteria_16S 
strain NS 16S rib 
G 


3566301 35677 
ammaproteobacteria; Vibrionales; Vibri 
290086 Bacteria_16S 


acteria; Gammaproteobacteria; Enteroba 


219857177 
16108 27175 
ol 
219857164 
quence 

ria; 
219856887 
28549 
Enterobac 
219856833 
ar 
bacteria; 
219856825 
46729 29481 
Enterobac 
219856824 
48221 29496 
Enterobac 
219856821 
52708 29541 
Enterobac 


219846946 
66273 29677 
Enterobac 
219846769 


onaceae; V 
219846631 
ence 34194 
nadales; P 


219846629 
ial sequen 
eria; Alte 


219846627 
equence 
Alteromon 


219846618 
ence 34368 
nadales; M 
219846617 


oraxellace 
219846616 


oraxellace 
219846615 
e sequence 
ria; Pseud 


219846614 
sequence 

; Pseudomo 
219846537 
35572 
onaceae; V 


219846531 


onaceae; V 
219846459 
36666 
cteriales; 
219846456 
e 36711 
cteriales; 
219846455 


welliace 


Alter 


tial seq 


ref|NR_024805.1 
ae; Colwellia. 
ref |NR_024792.1 

2734399 273583 
omonadales; She 
ref|NR_024706.1 
85 2856506 Pseud 
teriaceae. 
ref|NR_024652.1 
uence 293453 
Oceanospirillal 
ref|NR_024644.1 


teri 
ref 


aceae; Serr 
NR_024643.1 


teri 
ref 


aceae; 
NR_024640.1 
teriaceae; 
ref|NR_026538.1 


teri 
ref 


aceae; Dick 
NR_026361.1 


ibrio. 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromona 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref |NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref |NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
omonadales; Mora 


ref|NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref|NR_026123.1 


ibrio. 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 


wanellaceae; 


fo} 


e 


d 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Pseudomonas flectens 
monas flectens Bacteria; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 
a 


tia. 
Enterobacter aerogenes 


58 Enterobacter aerogenes Bacteria; 
Enter 


obacter. 
Enterobacter asburiae 


29 Enterobacter asburiae Bacteria; 
Enter 


obacter; Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 
e 


ya. 
Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

a 

Acinetobacter junii 
junii Bacteria; 

r. 

Acinetobacter 

0 Acinetobacter 
xellaceae; 


Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 


ref|NR_026046.1 
367270 


4 3674161 Pectobacterium 


betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Pectobacterium. 


290086 Bacteria_16S 


strain S51-W 16S 


Proteobacteria; G 


290086 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


290086 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


290086 Bacteria_16S 


HDS1-1 16S riboso 
Gammaproteobacter 


290086 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


290086 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


290086 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


290086 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


3796987 3796883 1 104 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
3914291 3914187 1 104 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
4029143 4029039 1 104 gi 
ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
4047398 4047294 1 104 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4104623 4104519 1 104 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4187386 4187282 1 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
4235830 4235726 1 104 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1634364 1634265 1 99 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


gi 


Ss 
gi 


290086 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


290086 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; G 


290086 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


290086 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


290086 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


290086 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


290086 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


290086 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


290086 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


290086 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


290086 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


290086 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


290086 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


290086 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


791942 791840 1 102 gi 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
1153023 11529211 102 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1757974 1757872 1 102 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
3117516 3117414 1 102 gi 
star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


813438 813333 1 104 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
1269376 1269272 1 104 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2425445 2425340 1 104 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2472312 2472207 1 104 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
113450 113346 1 104 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
115049 114945 1 104 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
195780 195676 1 104 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
214423 214319 1 104 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
281157 281053 1 104 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


342336 342232 1 104 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


290086 Bacteria_16S 


asymbiotica subsp 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 


401082 400978 1 104 gi 


Enterobacteriaceae; Photorhabdus. 


v 


219846366 


3795600 37970 


olwelliace 
219846285 


3912908 39143 


Enterobac 
219846204 


4027757 40292 


hewanellac 
219846189 


4045996 4047515 Vibri 


219846150 


4103238 4104753 Vibri 


219846085 


4186000 41874 
Vv 


onaceae; 
219846045 


4234473 42358 


Enterobac 
219878454 
equence 

; Aeromona 
265678518 


complete sequence 790537 79204 


sychromona 
253680755 


1151622 11530 


sychromona 
219878367 


1756574 17580 


sychromona 
219846844 

uence 

a; 


265678504 
nce 81203 
ales; Ecto 
219846421 
equence 
teria; Des 
219857442 

24240 
ales; Halo 
219857402 

24709 
ales; Ecto 
265678987 


112043 11359 


s; Syntrop 
265678986 


113641 11518 


s; Syntrop 
265678933 
ence 19438 
occales; M 
265678920 


213019 21448 


Marinomon 
265678873 
quence 
teria; Des 
265678830 
ce 34093 
hales; Pis 
265678788 


australis strain 9802892 16S ribosomal RNA, partial sequence 
australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Alteromonad 


ref |NR_025957.1| Colwellia rossensis 
66 Colwellia rossensis Bacteria; 

ae; Colwellia. 
ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xenorhabdus. 

ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 

eae; Shewanella. 
ref|NR_025779.1 
o ezurae Bacteri 


Vibrio ezurae strain 
a; Proteobacteria; 


ref 
Oo ga 


NR_025740.1 
llicus Bacte 


Vibrio gallicus strain 
ria; Proteobacteria; 


ref|NR_025675.1| Vibrio superstes 
86 Vibrio superstes Bacteria; 
ibrio. 
ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 
teriaceae; Klebsiella. 
ref |NR_025593.1| Oceanisphaera 

1632974 1634479 Oceanisphaera 
dales; Aeromonadaceae; Oceanisphaera. 
ref|NR_028821.1| Psychromonas arctica 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 
ref|NR_028003.1| Psychromonas kaikoae 
67 Psychromonas kaikoae Bacteria; 
daceae; Psychromonas. 
ref|NR_025506.1| Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
daceae; Psychromonas. 
ref|NR_026436.1] Psychromonas 

3116131 3117629 Psychromonas 
ales; Psychromonadaceae; 


ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_026012.1 

1267974 126947 


ulfuromonadales; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 

Desulfuromonas 
5 Desulfuromonas 

Desulfuromonadaceae; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Thioalkalivibrio 
kalivibrio versutus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_029295.1| Syntrophus gentianae 
0 Syntrophus gentianae Bacteria; 
haceae; Syntrophus. 
ref|NR_029294.1| Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 
haceae; Syntrophus. 
ref|NR_029241.1] Methylococcus 
5 195842 Methylococcus capsulatus 
ethylococcaceae; Methylococcus. 
ref|NR_029228.1| Marinomonas vaga 
4 Marinomonas vaga Bacteria; 
as. 
ref|NR_029179.1 
279814 281221 


ulfuromonadales; 


ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref |NR_024990.1 
21 2472353 Thioal 


Geobacter 
Geobacter 
Geobacteraceae; 


ref |NR_029135.1 
6 342344 Hydrog 
cirickettsiaceae; 
ref |NR_029093.1 


Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Photorhabdus 
399669 401215 


290086 Bacteria_16S 
luminescens subsp 
luminescens subsp 


Enterobacteriaceae; 


519379 519275 1 


Photorhabdus. 


104 


gi 


290086 Bacteria_ 
strain S-606 16S 
Proteobacteria; 

290086 Bacteria_ 


strain Iso-46 16S 
G 


Proteobacteria; 
290086 Bacteria_ 
nivimaris strain 
Bacteria; 
290086 Bacteria_ 


proteolyticus str 
proteolyticus Bac 


Psychrobacter. 
290086 Bacteria_ 


luminescens subsp 
Photorhabdus luminescens subsp. 
Enterobacteriales 


290086 Bacteria_ 


luminescens subsp 

Photorhabdus luminescens subsp. 
Enterobacteriales 
290086 Bacteria_16S 


maritimus strain 
Bacteria; 


Psychrobacter. 


290086 Bacteria_16S 
strain NF1l1 16S r 
G 
290086 Bacteria_16S 
strain NF23 16S r 
G 
290086 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


marincola strain 


marincola Bacteri 
290086 Bacteria_16S 
submarinus strain 
submarinus Bacter 
290086 Bacteria_16S 
alexandrii strain 


alexandrii Bacter 


290086 Bacteria_16S 


strain L1/68 16S 
Proteobacteria; 


paucivorans strai 
paucivorans Bacte 


290086 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


290086 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


290086 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


290086 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


290086 Bacteria_16S 


G 


Proteob 


Proteob 
290086 Bacteria_16S 
pacificensis stra 
pacificensis Bact 


G 
290086 Bacteria_16S 


G 


16S 575785 S¥5681 1 104 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
16S 587760 587656 1 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
16S 613531 613427 1 104 gi 
88/2-7 16S ribosomal RNA, partial sequ 


gi 


; Enterobacteriaceae; Photorhabdus. 
16S 725654 725550 1 104 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


1423609 1423505 1 104 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1470865 1470761 1 104 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1722891 1722787 1 104 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1724432 1724328 1 104 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1826278 1826174 1 104 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1827756 1827652 1 104 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1829148 1829044 1 104 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1928093 1927993 1 100 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2040757 2040653 1 104 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2176290 2176186 1 104 gi 
S ribosomal RNA, partial sequence 


gi 


2715948 2715844 1 104 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


3303872 3303768 1 
6S ribosomal RNA, 
lales; Salinicoccus. 

3671051 3670947 1 104 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3886843 3886739 1 104 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


104 gi 


gi 


574450 57581 


586359 58785 


1721510 17230 


1723051 17245 


qu 


1926697 19282 


co 
2174910 21764 
ammaproteobacteria; Pseudomonadales; Mor 
290086 Bacteria_16S 


ue 
ri 


complete sequence 3302462 33040 


3669690 36711 


ct 


265678706 


- kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


265678669 


oraxellace 
265678661 


oraxellace 
265678643 
ence 61213 


265678565 
RNA, part 


224581443 
ence 14222 
nadales; M 
224581406 
1 sequence 
ria; Pseud 


219878393 


oraxellace 
219878392 


oraxellace 
219878319 
uence 

; Pseudomo 
219878318 
quence 

a; Pseudom 
219878317 
ence 

a; Rhodoba 
219878243 


anthomonad 
219878168 
equence 

ccaceae; 
219857616 


axellace 
219857178 
nce 
a; Pseud 


219846719 


219846457 


Enterobac 
219846305 
sequence 
eria; De 


4023104 40230001 104 gi 


omon 


ref 
seq 
cter 


NR_029011.1 
uence 517982 
ia; Enteroba 


ref|NR_028974.1 
2 Psychrobacter 
ae; Psychrobact 
ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobact 
ref|NR_028948.1 


ref 
ial 


NR_028869.1 
sequence 


ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora 


ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025458.1 
1824887 182631 
nadales; Moraxel 
ref |NR_025457.1 

1826365 182779 
onadales; Moraxe 
ref|NR_025456.1 

1827843 182926 
cterales; Hypho 
ref|NR_025382.1 


aceae; Ignatzsch 
ref|NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_024806.1 

2714566 271605 
adales; Mora 


ref |NR_026311.1 
04 Salinicoccus 


ref|NR_026048.1 
aceae; Brenn 
ref|NR_025895.1 

3885428 388697 
sulfuromonadales 


219846208 


alimentarius strain JG-100 16S ribosomal RNA, partial sequence 


e 


e 


0 613627 Psychr 


monadaceae; 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Psychrobacter pulmonis 
pulmonis Bacteria; 
rs 

Psychrobacter faecalis 
faecalis Bacteria; 
as 

Psychrobacter 
obacter nivimaris 


acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
16S 656013 655909 1 104 gi|265678613|ref|NR_028918.1| Psychrobacter 
ain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

16S 724071 723967 1 104 gi|265678566|ref|NR_028870.1| Photorhabdus 

- laumondii strain TT01 16S ribosomal RNA, partial sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Psychrobacter 
obacter maritimus 
ychrobacter. 
Psychrobacter 

0 Psychrobacter 
xellaceae; 


Psychrobacter luti 
luti Bacteria; 

a 

Psychrobacter fozii 
fozii Bacteria; 

Ge 

Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Oceanicaulis 

6 Oceanicaulis 
Oceanicaulis. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Dolosicoccus 
7 Dolosicoccus 


Psychrobacter jeotgali 
jeotgali Bacteria; 
r. 
Psychrobacter 
7 Psychrobacter 
xellaceae; 


Salinicoccus roseus 


roseus Bacteria; 


Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 
teri 


eria. 

Geobacter 

3 Geobacter 
Geobacteraceae; 


, 


ref |NR_025798.1 
4021723 402321 


Psychrobacter 
6 Psychrobacter 


alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 


290086 Bacteria_ 
hispanicus strain 
hispanicus Bacter 
290086 Bacteria_ 
anticariensis str 
anticariensis Bac 


Halomonas. 


290086 Bacteria_ 
strain LCl 16S ri 


Proteobacteria; 


290086 Bacteria_ 
strain G-16.1 16S 


Proteobacteria; 


290086 Bacteria_ 
strain R65 16S ri 


Proteobacteria; 


290086 Bacteria_ 
strain CIP 105566 


Proteobacteria; 


290086 Bacteria_ 
warmboldiae strai 
warmboldiae Bacte 


Buttiauxella. 


290086 Bacteria_ 
strain NVI 88/441 


Proteobacteria; 


290086 Bacteria_ 
strain 256 16S ri 


Proteobacteria; 


290086 Bacteria_ 


kuenenii strain 
Bacteria; 


290086 Bacteria_ 
thermophila strai 
Proteob 


Bacteria; 


290086 Bacteria_ 


strain MBIC3157 
Proteobacteria; 


290086 Bacteria_ 


hydrothermalis s 


hydrothermalis Ba 


Halomonas. 


290086 Bacteria_ 


strain Eplumel 1 
Proteobacteria; 


290086 Bacteria_ 


strain Esulfidel 
Proteobacteria; 


290086 Bacteria_ 
denitrificans str 


denitrificans OS 
Shewanella. 


290086 Bacteria_ 


strain KMM 1376 
Proteobacteria; 


290086 Bacteria_ 


strain LMG 209 
Proteobacteria; 


290086 Bacteria_ 


proteamaculans s 
proteamaculans B 
Serratia. 


290086 Bacteria_ 


strain DSM 30063 
Proteobacteria; 


290086 Bacteria_ 


strain DSM 4576 
Proteobacteria; 


290086 Bacteria_ 


Proteob 


16S 4225269 4225165 1 104 gi|219846055|ref|NR_025645.1| Salinicoccus 
DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
ia; Firmicutes; Bacillales; Salinicoccus. 
16S 370554 370452 1 102 gi| 265678808 |ref|NR_029113.1| Halomonas 
ain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
teria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
16S 419661 419559 1 102 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
bosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 491906 491804 1 102 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 493413 493311 1 102 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 
bosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
16S 546839 546745 9 102 gi|265678688|ref|NR_028993.1| Enterobacter kobei 
16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
16S 692402 692300 1 102 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
n NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
16S 710089 709987 1 102 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
16S 820928 820826 1 102 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 
bosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 
16S 998683 998581 1 102 gi|265678379|ref|NR_028681.1| Thiomicrospira 
JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
16S 1030503 1030401 1 102 gi| 265678358 |ref|NR_028660.1| Thiomicrospira 
n I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
16S 1154440 1154338 1 102 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
16S 1212103 1212001 1 102 gi|224581438|ref|NR_027220.1| Halomonas 
train Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
cteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
16S 1215073 1214971 1 102 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
6S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 1216553 1216451 1 102 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 1386019 1385917 1 102 gi|228716834|ref|NR_027556.1| Shewanella 
ain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
16S 1756403 1756301 1 102 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 1784970 1784868 1 102 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
69 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 1990683 1990581 1 102 gi|219878202|ref|NR_025341.1| Serratia 
train DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
acteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
16S 1992231 1992129 1 102 gi|219878201|ref|NR_025340.1| Serratia grimesii 
16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 
16S 1993774 1993672 1 102 gi|219878200|ref|NR_025339.1| Serratia fonticola 
16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 
16S 2004543 2004441 1 102 gi|219878193|ref|NR_025332.1| Budvicia aquatica 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 


290086 Bacteria_ 


strain $3/2-161 1 
G 
290086 Bacteria_16S 
strain $1/1-984 1 
G 
290086 Bacteria_16S 
ferragutiae strai 
ferragutiae Bacte 


Proteobacteria; 


Proteobacteria; 


Buttiauxella. 


290086 Bacteria_16S 
strain $1/6-571 1 
G 
290086 Bacteria_16S 


Proteobacteria; 


elongatus strain 


elongatus Bacteri 


Microbulbifer. 


290086 Bacteria_16S 
salipaludis strai 
Proteob 
290086 Bacteria_16S 
venustensis strai 
Proteob 
290086 Bacteria_16S 
strain YKJ-16 16S 
G 
290086 Bacteria_16S 


Bacteria; 


Bacteria; 


Proteobacteria; 


thyasirae strain 


thyasirae Bacteri 


Thiomicrospira. 


290086 Bacteria_16S 


strain SM2-1 16S 
Proteobacteria; 


Shewanella. 


290086 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; 


strain JCM1237 16 
Proteobacteria; 


pantelleriensis s 


pantelleriensis B 


Halomonas. 


290086 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


290086 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


290086 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


290086 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


G 
290086 Bacteria_16S 
marinintestina st 
marinintestina Ba 


G 
290086 Bacteria_16S 


G 
290086 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
290086 Bacteria_16S 


G 
290086 Bacteria_16S 


16S 2006087 2005985 1 102 gi|2 
ammaproteobacteria; Enterobacteriales; 
2007633 2007531 1 102 gi 
6S ribosomal 
ammaproteobacteria; Enterobacteriales; 
2009177 2009075 1 102 gi 
n DSM 9390 16S ribosomal RNA, partial 


ria; Proteobacteria; Gammaproteobacter 


2010736 2010634 1 
6S ribosomal 
ammaproteobacteria; Enterobacteriales; 
2117278 2117176 1 102 gi 
DSM 6810 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


102 gi 


, 


2138451 2138349 1 102 gi 
n SM-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2264454 2264352 1 102 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2391725 2391623 1 102 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2648622 2648520 1 102 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


ir 


H 


qu 


v 


2734278 2734176 1 102 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2737258 2737156 1 102 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


gi 
he 


eq 
te 


2741615 2741513 1 102 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2951086 2950984 1 102 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2961496 2961394 1 102 gi 


gi 


E 


ia; Alteromonadales; Colwelliaceae; Colw 
3320529 3320427 1 102 gi 
train AAP 16S ribosomal RNA, partial s 


acteria; Proteobacteria; Gammaproteoba 


eq 
ct 


3353971 3353869 1 102 
bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3386128 3386026 1 102 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


gi 
H 


1 
ia 


3387601 3387499 1 102 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3429676 3429574 1 102 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; S 
3658809 3658707 1 102 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


H 


he 


s 
ied: 


290086 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


290086 Bacteria_16S 
strain C-1 16S ribosomal RNA, partial sequence 


3669545 3669443 1 102 gi 
ribosomal RNA, partial sequence 


ammaproteobacteria; Enterobacteriales; E 


6S ribosomal RNA, partial sequence 2004699 20 
E 
219878191 
RNA, partial sequence 2006247 20 
E 
219878190 
se 
ia 


219878189 
RNA, partial sequence 2009346 20108 
E 
219857657 
qu 


219857643 
en 
na 
219857557 
en 


219857466 
2390343 23918 


219857226 


219857165 
2732909 27343 


219857163 


219857160 
2740223 27416 


219856823 
2949709 29511 


219856816 
2960112 2961625 Colwe 


219846706 


219846682 
3352589 33540 


219846659 


219846658 


219846625 


wanellac 
219846466 


219846458 
3668184 36696 
nterobac 


19878192 
061 
bac 


ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butt 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butt 
ref |NR_025329.1 

2007792 20092 
bacteriales; En 


ntero 


077 
nterobac 
quenc 
Ent 


e 
ero. 


’ 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butt 
ref |NR_025246.1 

2115900 21173 
nadales; Altero 


nterobac 


ence 
Alteromo 


ref |NR_025232.1 
ce 2137073 2138564 Micro 
dales; Alteromonadaceae 
ref|NR_025145.1 
50 2264581 Alcan 
Alcanivoracace 
ref|NR_025054.1 


ce 22630 
illales; 


alomonadaceae; Halomona 
ref|NR_024854.1 
2647248 26486 


hales; Pisciric 


ence 
Thiotric 


ref |NR_024793.1 


wanellaceae; Shewanella. 
ref|NR_024791.1 

2735889 273732 
eromonadales; S 


uence 
ria; Alt 


ref |NR_024788.1 


eromonadaceae; Agarivor 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Ente 
ref |NR_024635.1 
llia maris Bact 


nterobac 


ellia. 
ref |NR_026298.1 
3319157 332063 


eanospirillales; 


uence 
eria; Oc 


ref |NR_026274.1 


alomonadaceae; Halomonas 
ref|NR_026251.1 

3384746 338616 
spirillales; Hal 


sequence 
Oceano 


’ 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref |NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026058.1 

3657404 365891 
omonadales; 
ref|NR_026049.1 


33862 
alomonad 


34282 


equence 
a; Alter 


teriaceae; Erwin 


3836426 3836324 1 102 gi 


219846338 
3835060 3836533 Halomonas halodurans Bacteria; 


ref |NR_025928.1 


1. 
i 


9 
it 


9 
monadaceae; 


b 
; 


i 
a 


7 
k 


h 


e 


Shewanellaceae; 


Buttiauxella izardii 
izardii Bacteria; 
auxella. 

Buttiauxella gaviniae 
gaviniae Bacteria; 
auxella. 

Buttiauxella 
5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 
i 


auxella. 
Microbulbifer 
0 Microbulbifer 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
ewanellaceae; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 
a 


ns. 
Enterobacter amnigenus 


amnigenus Bacteria; 
xr 


obacter. 
Colwellia maris strain 
ria; Proteobacteria; 


Halomonas 
3 Halomonas 


Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 
Shewanella benthica 
ella benthica Bacteria; 


Shewanella 

0 Shewanella 
Shewanella. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Halomonas halodurans 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


290086 Bacteria_ 
strain 62 16S rib 
G 
290086 Bacteria_ 


Proteobacteria; 


pelophila strain 
Bacteria; 


290086 Bacteria_ 
halodenitrificans 
halodenitrificans 


Halomonas. 


290086 Bacteria_ 


strain DSS12 16S 
Proteobacteria; 
290086 Bacteria_ 


lipolyticum strai 
Proteob 


Bacteria; 
290086 Bacteria_ 


strain SS20 16S r 
G 


Proteobacteria; 
290086 Bacteria_ 
maritimus strain 
Bacteria; 
290086 Bacteria_ 


lipolyticus strai 
lipolyticus Bacte 


Marinobacter. 
290086 Bacteria_ 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Spiroch 


Bacteria; 
290086 Bacteria_ 


antarctica strain 
Proteob 
Pseudoalteromonas 


Bacteria; 


290086 Bacteria_ 
elongatus strain 
Bacteria; 
290086 Bacteria_ 


amnigena strain ASRB1 16S ribosomal RNA, partial sequen 
Proteob 


Bacteria; 
290086 Bacteria_ 
espejiana strain 
Bacteria; 


290086 Bacteria_ 


strain BG8 16S ri 
G 


Proteobacteria; 
290086 Bacteria_ 


whittenburyi stra 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; 
290086 Bacteria_ 


strain A30 16S ri 
G 


Proteobacteria; 
290086 Bacteria_ 


acetylenicus stra 
acetylenicus Bact 


Pelobacter. 
290086 Bacteria_ 


aerosaccus strain 
Proteob 


Bacteria; 
290086 Bacteria_ 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


Proteob 


G 


Proteob 


Proteob 


Proteob 
Pseudoalteromonas 


16S 3837956 3837854 1 


osomal RNA, partial sequence 


102 gi| 219846337 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
16S 4003431 4003329 1 102 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibrionales; 
16S 4056320 4056218 1 102 gi| 219846183 
ibosomal RNA, partial sequence 4054980 40563 
ammaproteobacteria; Oceanospirillales; H 
16S 4057806 4057704 1 102 gi| 219846182 
TF-17 16S ribosomal RNA, partial sequence 40564 
acteria; Gammaproteobacteria; Alteromonadales; 
16S 4191994 4191892 1 102 gi|219846081 
n SM-19 16S ribosomal RNA, partial sequence 

ria; Proteobacteria; Gammaproteobacter 


he 
219846223 
nce 40020 


16S 16359 16255 1 104 265679053 


al sequenc 


gi 


aetes; Spirochaetales; Leptospiraceae; 
16S 82881 82777 1 104 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


265679009 
ce 81499 
nadales; P 


16S 99728 99624 1 104 gi 
FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
16S 122773 122669 1 104 gi 


265678997 

98328 
acterales; 
265678981 
ce 12137 
obacterale 
265678977 
e 12740 
nadales; P 


acteria; Deltaproteobacteria; Syntroph 
16S 128772 128668 1 104 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


16S 191249 191145 1 104 gi| 265678936 
bosomal RNA, partial sequence 189853 19130 
ammaproteobacteria; Methylococcales; Methylococc 
16S 194269 194165 1 104 gi| 265678934 


in 1521 of Whittenbury 16S ribosomal RNA, partia 


Methylobacter. 
16S 197290 197186 1 104 gi| 265678932 
bosomal RNA, partial sequence 195893 19735 
ammaproteobacteria; Methylococcales; Methylococc 
16S 200391 200287 1 104 gi| 265678930 
in WoAcyl 16S ribosomal RNA, partial sequence 

eria; Proteobacteria; Deltaproteobacteria; Desul 
16S 528568 528464 1 104 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
16S 548334 548230 1 104 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


265678700 

52719 
nadales; M 
265678687 
ial sequen 
cteria; Al 


3836584 38380 


3950287 39517 
wanellac 


Vibri 


alomonad 


Alter 


ia; Altero 


Leptospir 


ref|NR_025927.1| Halomonas pacifica 
63 Halomonas pacifica Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 3839502 3839400 1 102 gi|219846336|ref|NR_025926.1| Thiomicrospira 
4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
16S 3893039 3892937 1 102 gi|219846300|ref|NR_025890.1| Halomonas 
strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
16S 3951692 3951590 1 102 gi|219846258|ref|NR_025848.1| Shewanella violacea 


92 Shewanella violacea Bacteria; 
eae; Shewanella 
ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photobacterium. 
ref|NR_025773.1| Halomonas koreensis 
78 Halomonas koreensis Bacteria; 
aceae; Halomonas. 
ref|NR_025772.1 
29 4057918 Microb 
omonadaceae; 
NR_025671.1 
190616 419208 
monadales; Alter 


Photobacterium 
acterium lipolyticum 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Marinobacter 

8 Marinobacter 
omonadaceae; 


ref 


rs 


ref|NR_029361.1 
e 15032 16427 
a. 
ref|NR_029317.1 

83011 Pseudo 
seudoalteromonad 


Leptospira interrogans 
Leptospira interrogans 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


ref|NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref|NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Pseudoalteromonas 
alteromonas espejiana 
aceae; 


ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 


aceae; Methylomicrobium. 
ref|NR_029242.1] Methylobacter 
1 sequence 192873 194334 


Methylococcales; 


ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 


aceae; Methylomicrobium. 
ref|NR_029238.1] Pelobacter 
198985 200521 Pelobacter 


furomonadales; Pelobacteraceae; 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref|NR_028992.1 
ce 546976 548458 


teromonadales; P 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


290086 Bacteria_16S 660523 660419 1 104 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

290086 Bacteria_16S 662056 661952 1 104 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

290086 Bacteria_16S 689309 689205 1 104 gi| 265678590 |ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 


catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 


290086 Bacteria_16S 711647 #711543 1 104 gi|265678575|ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

290086 Bacteria_16S 860494 860390 1 104 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

290086 Bacteria_16S 907553 907449 1 104 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

290086 Bacteria_16S 923102 922998 1 104 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

290086 Bacteria_16S 924673 924569 1 104 gi| 265678429 |ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
290086 Bacteria_16S 926215 926111 1 104 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

290086 Bacteria_16S 927769 927665 1 104 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

290086 Bacteria_16S 938475 938371 1 104 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

290086 Bacteria_16S 966350 966246 1 104 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

290086 Bacteria_16S 1001715 1001611 1 104 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

290086 Bacteria_16S 1013767 1013663 1 104 gi|265678369|ref|NR_028671.1| Moraxella caviae 


strain GP1ll 16S r 
Proteobacteria; Gammaproteobacteria; 
290086 Bacteria_16S 
strain Ne 11 16S 
Proteobacteria; Gammaproteobacteria; 
290086 Bacteria_16S 
L-3 16S ribosomal 
Gammaproteobacteria; 
290086 Bacteria_16S 
strain DB21MT-5 1 
Proteobacteria; Gammaproteobacteria; 
290086 Bacteria_16S 
dehalogenans 2CP-1 16S ribosomal RNA, 
2CP-1 Bacteria; P 
Anaeromyxobacter. 
290086 Bacteria_16S 
turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 

290086 Bacteria_16S 
HEL-45 16S riboso 
Proteobacteria; Alphaproteobacteria; 
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38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Moritella yayanosii 
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NR_025423.1 


Haemophilus pittmaniae 


1874987 1876454 Haemophilus pittmaniae Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 


290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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Pseudoalteromonas. 
290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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gi 


1961654 19631 


gi 


2085504 20870 
Alcanivoracaceae; 


gi 


2267708 22692 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi 


gi 


Gammaproteobact 


gi 


2282981 22844 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
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Alcanivorax. 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 
Desulfofaba. 
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r. 


NR_026032.1 


Pasteurella aerogenes 


strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


290086 Bacteria_16S 
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Proteobacteria; 
290086 Bacteria_16S 
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Geobacter. 
290086 Bacteria_16S 
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Bacteria; 
290086 Bacteria_16S 


3826008 3825904 1 


3899217 3899113 1 
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104 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


290086 Bacteria_16S 
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290086 Bacteria_16S 4010993 4010893 4 102 gi| 219846216 
strain R22 16S ribosomal RNA, partial sequence 4009610 40110 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
290086 Bacteria_16S 4053329 4053225 1 104 gi|219846185 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 40519 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 

290086 Bacteria_16S 4166054 4165950 1 104 gi|219846104 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequenc 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; D 
Desulfatibacillum. 

290086 Bacteria_16S 4167475 41673711 104 gi|219846102 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 
Sulfitobacter. 

290086 Bacteria_16S 4168957 4168853 1 104 gi|219846101 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 41690 
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48 Moritella japonica Bacteria; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Pseudoalteromonas 
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seudoalteromonadaceae; 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 
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8 Sulfitobacter 
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dubius Bacteria; 
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3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
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Chromohalobacter. 
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obacter. 
Chromohalobacter 
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Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

290086 Bacteria_16S 2608698 2608597 1 102 gi|219857263|ref|NR_024894.1| Neptunomonas 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 

290086 Bacteria_16S 3199447 3199349 1 98 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

290086 Bacteria_16S 3587399 3587301 1 98 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 
strain JB13 16S ribosomal RNA, partial sequence 3585997 3587456 Methylomonas fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

290086 Bacteria_16S 3693796 3693694 1 102 gi| 219846442 |ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 
290086 Bacteria_16S 3969689 3969591 1 98 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
290086 Bacteria_16S 4109183 4109085 1 98 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

290086 Bacteria_16S 810344 810239 1 104 gi|265678506|ref|NR_028809.1| Pseudoalteromonas 


phenolica strain 
Bacteria; 
Pseudoalteromonas 


290086 Bacteria_16S 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 


inopinata strain 
Bacteria; 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


290086 Bacteria_16S 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 


atlantica strain 


atlantica Bacteri 


Pseudoalteromonas 


290086 Bacteria_16S 


strain SE-32A-C8 
Proteobacteria; 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


290086 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


290086 Bacteria_16S 


strain Kysw2 16S 
Proteobacteria; D 
sanfranciscensis 
sanfranciscensis 


290086 Bacteria_16S 
tans strain 277/49-50(8) 16S ribosomal 


actinomycetemcomi 


Proteob 


Firmicu 
290086 Bacteria_16S 
strain RP5557 16S ribosomal RNA, parti 
Gammaproteob 


G 


1632803 1632702 4 


2625653 2625548 1 


Bacteria; Proteobacteria; 


3428196 3428092 1 


4460 4356 1 


78490 78386 1 


eria; Proteobacteria; 


79900 79800 1 


acteria; Proteobacteria; 


143952 143848 1 


165303 165203 1 


Bacteria; Firmicutes; 
293424 293320 1 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
290086 Bacteria_16S 
strain L-12 16S ribosomal RNA, partial 
Lactobacillales; 


O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


104 gi 


104 gi 


104 


gi 


104 gi 


16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 
290086 Bacteria_16S 


104 gi 


in B331 16S ribosomal RNA, partial seq 
Deltaproteobacte 


100 gi 


train S 1 16S ribosomal RNA, partial s 
Gammaproteoba 


104 gi 


100 gi 


104 gi 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


strain KS 0043 16 
Proteobacteria; B 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


290086 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


308591 308491 1 
S ribosomal RNA, 


563746 563646 1 


ria; Proteobacteria; 


686191 686087 1 


687756 687652 1 


asteurellaceae; Aggregatibacter. 
290086 Bacteria_16S 


100 gi 


complete sequence 307188 30872 
etaproteobacteria; Burkholderiales; Co: 
290086 Bacteria_16S 
n DSM 14366 16S ribosomal RNA, partial 
Gammaproteobacter 


100 gi 


104 gi 


In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; 
290086 Bacteria_16S 
cetonica strain 480 16S ribosomal RNA, partial sequence 


104 gi 


142594 14403 


Desulfob 


ence 80896 
nadales; P 


219878455 
ence 16314 
es; Erysip 
219857248 
al sequenc 
acteria; X 


219846626 
equence 

; Alteromo 
265679061 
4533 
ionellacea 
265679012 
uence 
ria; Desul 
265679011 
equence 
cteria; Ps 


265678967 
; Desulfur 
265678953 
sequence 
Lactobaci 
265678865 
RNA, part 


265678855 


mamonadace 
265678677 
sequence 
ia; Acidit 


265678592 
ce 68477 
acterales; 
265678591 


8 810417 Pseudo 
seud 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref|NR_026218.1 

3426820 342824 
nadales; Pseudoa 
ref |NR_029369.1 
e; Legionella. 
ref|NR_029320.1 

77090 78536 
fobacterales; De 
ref|NR_029319.1 

78587 79994 
eudomonadales; P 
ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref|NR_029261.1 

163866 165437 
llaceae; Lactoba 
ref|NR_029171.1 
ial sequence 


ref|NR_029161.1 
ae; Comamonas. 
ref|NR_028982.1 

562358 563851 
hiobacillales; A 


ref|NR_028897.1 
4 686292 Desulf 
Desulfobacterac 


oalteromonad 


alteromonas phenolica 
aceae; 


Erysipelothrix 

elothrix inopinata 

rysipelothrix. 
Rhodanobacter 

6 Rhodanobacter 

Xanthomonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 


1lteromonadaceae; 


Legionella erythra 


Legionella erythra Bacteria; 


Desulfospira 
Desulfospira 
sulfobacteraceae; 


Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 
Lactobacillus 
Lactobacillus 
cillus. 

Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Comamonas testosteroni 


3  Comamonas testosteroni Bacteria; 


Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 


ref|NR_028896.1 


686343 687857 Desulfosarcina cetonica 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 


290086 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; 


strain Greoux 11 
Bacteria; Proteob 


290086 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


290086 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


290086 Bacteria_16S 
psychrophila stra 


psychrophila Bact 
Simplicispira. 


290086 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


290086 Bacteria_16S 
insulare strain K 


Bacteria; Proteob 


290086 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


290086 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


290086 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


290086 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


290086 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


290086 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


290086 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


290086 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


290086 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


290086 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


290086 Bacteria_16S 


schindleri strain 
schindleri Bacter 


290086 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


290086 Bacteria_16S 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


290086 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


290086 Bacteria_16S 


G 
290086 Bacteria_16S 


752267 752167 1 100 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
904456 904352 1 104 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
943113 943013 1 100 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
952489 952389 1 100 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
954040 953940 1 100 gi 
in CA 1 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Betaproteobacter 


gi 


955600 955500 1 100 gi 
etaproteobacteria; Burkholderiales; Co: 
1052012 1051912 1 100 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1089506 1089406 1 100 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1230146 1230042 1 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1272396 1272292 1 104 gi 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1377035 1376935 1 100 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1460149 1460045 1 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1463255 1463155 1 100 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1517557 1517453 1 104 gi 


train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 
1579494 1579394 1 100 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1692226 1692122 1 104 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1754843 1754739 1 104 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
1888842 1888742 1 100 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1976621 19765171 104 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
2127923 2127819 1 104 gi 
rain ALEN 1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2147453 2147353 1 100 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


gi 


265678545 


750969 75229 
oraxellace 


265678442 
e 90307 
lales; 
265678417 

94171 


265678411 


951100 95259 
mamonadace 


265678410 
uence 
ia; 


265678409 


6S ribosomal RNA, partial sequence 954207 95569 
mamonadace 


265678343 

10506 
irillales; 
265678317 
ence 10881 
nadales; P 
219878280 


1228770 12302 
seudomonad 


219846399 


1271016 1272493 Desul 


eae; Desul 
228717818 
ce 13756 


224581413 


1458766 14602 


Enterobac 
224581411 
ence 14618 
nadales; 
219873435 
sequence 
cteria; De 


219846381 


1578118 15795 
udomonad 


se 
219878413 
1 sequence 
ria; 


219878370 
equence 
ia; Altero 


’ 


219878273 
quence 

a; 
219878211 
ce 19752 
acterales; 
219857650 
sequence 
teria; Chr 


219857637 


2146078 21475 


seudomonad 
219857631 


2156470 2156366 1 104 gi 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 


taiwanensis Bacte 
Rubrobacteraceae; 


ria; Actinobacteria; 
Rubrobacter. 


Rubrobacteridae; 


Rubrobacte 


Leg 


mamonadace 


Burkho 


olderiales; 


Alter 


Pseud 


Pseudomonad 


ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028713.1 
ter 


ae; Curvibac 


lderiales; 


ref|NR_028711.1 
ae; Giesbergeria 
ref |NR_028645.1 
31 1052062 Marino 
Mar 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_025419.1 


acea 
ref 
fone 
fonema. 
ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadacea 
ref|NR_027194.1 


e; Cellvibri 
NR_025990.1 
ma magnum Ba 


teriaceae; Xenor 
ref|NR_027192.1 
62 1463368 Marino 
omonadaceae; 
ref|NR_025194.1 
1516159 151759 
sulfobacterales; 


ref |NR_025972.1 
aceae; Pseudomon 
ref|NR_025552.1 

1690867 169233 
omonadales; Pseu 


ref|NR_025509.1 
1753455 175495 
monadales; Pseud 


ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025239.1 

2126557 212798 
omatiales; Ectot 
ref |NR_025226.1 
acea 
ref 


e; Pseudomon 


inospirillum. 


e: 


Acinetobacter towneri 
towneri Bacteria; 
ser 

Legionella gresilensis 
ella gresilensis 
ionella. 

Comamonas terrigena 
nas terrigena Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 


monadaceae; 


Giesbergeria sinuosa 


7 Giesbergeria sinuosa Bacteria; 


Marinospirillum 
spirillum insulare 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


Oo. 
Desulfonema magnum DSM 
cteria; Proteobacteria; 


Polaromonas 

monas naphthalenivorans 
Polaromonas. 
Xenorhabdus japonica 


’ 


46 Xenorhabdus japonica Bacteria; 


habdus. 

Marinobacter 

bacter bryozoorum 
Marinobacter. 
Desulfotignum 

6 Desulfotignum 
Desulfobacteraceae; 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Cellvibrio 

5 Cellvibrio 

domonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Thioalkalispira 

9 Thioalkalispira 

hiorhodospiraceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Rubrobacter 


NR_025220.1 
155131 215660 
rales; Rubrobact 


ND 


6 Rubrobacter 
erineae; 


290086 Bacteria_ 


strain NCIMB 8634 
G 


Proteobacteria; 
290086 Bacteria_ 


strain NCIMB 8633 
G 


Proteobacteria; 
290086 Bacteria_ 
strain K9951 16S 
Proteobacteria; 

290086 Bacteria_ 
strain KF46F 16S 
Proteobacteria; 


strain KCTC 12005 
Proteobacteria; 


Desulfovibrio. 


290086 Bacteria_16S 
beliardensis stra 
beliardensis Bact 
290086 Bacteria_16S 


strain ATCC 4973 
Proteobacteria; 


Actinobacillus. 


290086 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; 


Proteobacteria; 


Pseudomonas. 


290086 Bacteria_16S 


strain ATCC 49968 
Bacteria; 


minutulum strain 
minutulum Bacteri 


290086 Bacteria_16S 


strain IFO 15467 
Proteobacteria; 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


290086 Bacteria_16S 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 29906 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
290086 Bacteria_16S 2992104 2992000 1 104 gi|219846929|ref|NR_026521.1 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter 


Proteobacteria; Gammaproteobacteria; Legionellales; Leg 
290086 Bacteria_16S 


strain 441-1 16S 
Proteobacteria; 


caldus strain KU 
Proteobacteria; 


strain BSB411 16S 
Proteobacteria; B 


290086 Bacteria_16S 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 


G 


B 
290086 Bacteria_16S 


B 
290086 Bacteria_16S 
denitrificans str 
denitrificans Bac 
290086 Bacteria_16S 
inopinatus strain 
inopinatus Bacter 


G 
290086 Bacteria_16S 
succinogenes stra 
succinogenes Bact 


G 
290086 Bacteria_16S 
strain B3-1 16S r 
G 
290086 Bacteria_16S 
alcaliphila strai 
alcaliphila Bacte 


Proteob 
290086 Bacteria_16S 


G 
290086 Bacteria_16S 


G 
290086 Bacteria_16S 


G 
290086 Bacteria_16S 


16S 2171751 2171647 1 104 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 

16S 2173302 2173198 1 104 gi 


16S ribosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Co: 
2315999 2315899 1 100 gi 
16S ribosomal RNA, partial sequence 


ammaproteobacteria; Thiotrichales; Thi 
2783533 2783429 1 104 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2816639 2816539 1 100 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2859497 2859397 1 100 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2928399 2928299 1 100 gi 
ATCC 19193 16S ribosomal RNA, partial 

a; Proteobacteria; Gammaproteobacteria 
2931382 2931278 1 104 gi 


’ 


ammaproteobacteria; Oceanospirillales; 
2973755 2973655 1 100 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


al 
er 


2990568 2990464 1 104 gi 


io 
2993595 2993491 1 104 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2998163 2998063 1 100 gi 


gi 


io 


ammaproteobacteria; Acidithiobacillale 
3014887 3014787 1 100 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co 
3058976 3058872 1 104 gi 


Ss; 


ma. 


219857621 


se 
219857620 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
16S 2188417 2188313 1 104 gi| 219857607 |ref|NR_025196.1 
ribosomal RNA, partial sequence 2187032 21885 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
16S 2305357 2305257 1 100 gi|219857526|ref|NR_025114.1 
ribosomal RNA, partial sequence 2303983 23054 


ma 
219857519 


etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
2353680 2353580 1 100 gi|219857492|ref|NR_025080.1 
ain 123 16S ribosomal RNA, partial sequence 2352316 235375 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
2416209 2416109 1 100 gi|219857450|ref|NR_025038.1 
HHQ 20 16S ribosomal RNA, partial sequence 2414827 241631 
ia; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
2503813 2503709 1 104 gi|219857380|ref|NR_024968.1 
in Montbeliard Al 16S ribosomal RNA, partial sequence 250240 
eria; Proteobacteria; Gammaproteobacteria; Legionellales; Legion 
2529612 2529512 1 100 gi|219857358|ref|NR_024946.1 
16S ribosomal RNA, partial sequence 2528225 25296 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
2639384 2639280 1 104 gi|219857232|ref|NR_024860.1 
in 130Z 16S ribosomal RNA, partial sequence 2637974 263946 
eria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
2780600 2780496 1 104 gi|219857130|ref|NR_024758.1 
bosomal RNA, partial sequence 2779259 27806 


ot 
219857128 
2782197 27836 
ot 
219856913 
eq 
ia 


219856885 
na 


219856838 
se 


219856836 
16S ribosomal RNA, partial sequence 2930007 29314 
0 
219846941 


219846930 


219846928 
2992209 29936 


219846925 
16S ribosomal RNA, partial sequence 2996783 29982 


219846914 
3013492 30150 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 


21703 
udomonad 


21719 


monadaceae; Xenophilus. 
ref|NR_025107.1 


2314634 2316097 Comamo 


hiothrix. 
NR_024756.1 


richaceae; T 


ref 
richaceae; Thiothrix. 
ref |NR_024734.1 

2815260 281674 
monadales; Pseud 


uence 
Pseudo: 


’ 


ref|NR_024704.1 
2858110 2859620 Pseudo: 
dales; Pseudomonadaceae; 
ref|NR_024657.1 
2927022 292847 
irillales; Marin 


ref|NR_024655.1 


quence 
Oceanosp 


ter. 
ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ceanobac 


sequenc 
ia; Pseu 


ref |NR_026522.1 


luoribacter. 
NR_026520.1 


nellaceae; F 


ref 
nellaceae; L 
ref 


egionella. 
NR_026517.1 


ioba 
ref 


Acidith cillaceae; A 


NR_026506.1 


monadaceae; Acidovorax. 


219846883 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Legionella busanensis 


07 Legionella busanensis Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Actinobacillus 

1 Actinobacillus 

urellaceae; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Marinospirillum 

7 Marinospirillum 

ospirillum. 

Oceanobacter kriegii 


58 Oceanobacter kriegii Bacteria; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 


cidithiobacillus. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


ref|NR_026475.1 
3057592 305905 


Succinimonas 
3 Succinimonas 


amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Succinimonas. 


290086 Bacteria_16S 
radiophilus strai 
radiophilus Bacte 
290086 Bacteria_16S 
proteolyticus str 
proteolyticus Bac 
290086 Bacteria_16S 
strain L2 16S rib 
G 


Proteobacteria; 


Methylophaga. 


290086 Bacteria_16S 
thalassica strain 
thalassica Bacter 


Methylophaga. 


290086 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 
Proteobacteria; 
strain IC079 16S 
Proteobacteria; 
Proteobacteria; 


strain FR2 16S ri 
Proteobacteria; 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


290086 Bacteria_16S 
in PF2803 16S ribosomal RNA, partial s 
Deltaproteobacte 


alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
290086 Bacteria_16S 


strain 1H 9 16S 
Proteobacteria; 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; 
290086 Bacteria_16S 


strain M6 16S rib 


Proteobacteria; Alphaproteobacteria; 
290086 Bacteria_16S 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
290086 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


F186 16S ribosoma 
Alphaproteobacter 


berkhoffii 
berkhoffii 


subsp. 
subsp. 


rudongensis strai 
rudongensis Bacte 


strain LF13 16S r 
Caldithrix. 


290086 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


G 


G 


B 


G 
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gi 
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36 
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36 
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38 
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39 
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gi 
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bosomal RNA, partial sequence 
Rhizobiales; 
1 98 
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Rhizobiales; 
1 98 


gi 
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osomal RNA, partial 


gi 
192759 192661 gi 
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98 gi 
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gi 
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gi 
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gi 


290086 Bacteria_16S 


1057952 1057854 1 98 gi 
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ain DSM 20540 16S ribosomal RNA, parti 
Deinococci; 


ammaproteobacteria; Legionellales; Leg 
290086 Bacteria_16S 
sulfidovorans str 
sulfidovorans Bac 


ain RB-1 16S ribosomal RNA, partial se 
Gammaproteobact 


complet 
ia; Proteobacteria; Gammaproteobacteri 


ammaproteobacteria; Thiotrichales; Pis 
290086 Bacteria_16S 
strain Dfrl 16S r 
Deltaproteobacteria; Desulfuromonadales 


290086 Bacteria_16S 


ammaproteobacteria; Alteromonadales; Alt 
290086 Bacteria_16S 
strain B62 16S ri 
Gammaproteobacteria; Pseudomonadales; P 


290086 Bacteria_16S 


etaproteobacteria; Burkholderiales; Co 
290086 Bacteria_16S 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


214535 21600 
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Barto 


6033 
Barto 


254252 255652 Afipi 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
290086 Bacteria_16S 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
290086 Bacteria_16S 


ria; Proteobacteria; Alphaproteobacter 


290086 Bacteria_16S 
581868 58337 
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De 
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al sequenc 
; Deinococ 
219846742 
67345 32688 
ionellacea 
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quence 
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219846661 
e sequence 
a; Thiotri 
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ciricketts 
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eromonad 
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09177 38107 
seudomonad 
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mamonadace 
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uence 
a; Alterom 


219846205 
equence 
ria; Desul 


265678919 


Halomonad 
265679060 
5982 
nellaceae; 
265679059 
7437 
nellaceae; 
265678935 
ence 19135 
occales; M 
265678892 


ipia. 
265678848 
ial sequen 
bacteria; 
265678742 
sequence 
ia; Rhizob 
265678664 


265678631 


Rhodospiri 


inococca 


Succinivibrionaceae; 


Deinococcus 
5 Deinococcus 
eae; Deinococcus. 
Deinococcus 
7 Deinococcus 


ref |NR_026402.1 
165996 316746 
les; Deinococcac 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococcaceae; Deinococcus. 
ref|NR_026334.1| Legionella lytica 
25 Legionella lytica Bacteria; 

e; Legionella. 
ref |NR_026313.1 
3299393 330087 
trichales; Pisci 


w 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


NR_026253.1 
3381669 338315 
Pisciric 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylophaga. 

ref|NR_026076.1| Geobacter bremensis 

60 Geobacter bremensis Bacteria; 

raceae; Geobacter. 

ref|NR_026056.1| Glaciecola pallidula 
90 Glaciecola pallidula Bacteria; 

aceae; Glaciecola. 

ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 

ref|NR_025840.1| Rhodoferax fermentans 
85 Rhodoferax fermentans Bacteria; 

ae; Rhodoferax. 
ref|NR_025799.1 
4020178 402167 
onadales; Altero 


Methylophaga marina 
ophaga marina Bacteria; 


Marinobacter 
2 Marinobacter 
monadaceae; 


ref|NR_025795.1 
4026183 402770 
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Desulfatibacillum 
6 Desulfatibacillum 
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ref|NR_029227.1| Halomonas elongata 
2 Halomonas elongata Bacteria; 
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Bartonella. 
ref |NR_029243.1 
7 #192822 Methyl 
ethylococcaceae; 
ref|NR_029200.1 
a broomeae Bacte 
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ria; Proteobacteria; 


ref|NR_029153.1| Bartonella vinsonii 
ce 317746 319177 Bartonella vinsonii 
Rhizobiales; Bartonellaceae; Bartonella. 
ref|NR_029047.1] Ancylobacter 

462905 464361 Ancylobacter 
iales; Xanthobacteraceae; Ancylobacter. 
ref|NR_028969.1| Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


ref |NR_028936.1| Roseospira marina 
8 Roseospira marina Bacteria; 
llaceae; Roseospira. 


265678339 


ref|NR_028641.1| Rhodopseudomonas 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Rhodopseudomonas. 


290086 Bacteria_16S 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
290086 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


C91 16S ribosomal 
Proteobacteria; B 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 


strain IBS 506 16 
Proteobacteria; A 


290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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Pseudomonas. 


290086 Bacteria_16S 
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Proteobacteria; A 


290086 Bacteria_16S 
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290086 Bacteria_16S 
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290086 Bacteria_16S 
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253680756 
ence 11501 
rillales; 

228717704 


itrosomona 
228716433 
tial seque 
oteobacter 
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ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
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obacterales; Syn 
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trobacter. 
Xanthobacter agilis 
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1 Aeromonas salmonicida 
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Bartonella tribocorum 
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31 Bartonella capreoli Bacteria; 
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Pseudomonas 
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domonadaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Xanthobacter 
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Syntrophobacter 
1 Syntrophobacter 
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NR_026117.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Legionella feeleii 


3575389 3576854 Legionella feeleii Bacteria; 


290086 Bacteria_16S 3613338 3613236 1 102 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 


strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
290086 Bacteria_16S 3777430 3777328 1 102 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 


norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 


290086 Bacteria_16S 3894558 3894460 1 98 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

290086 Bacteria_16S 4009461 4009359 1 102 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

290086 Bacteria_16S 4020015 4019913 1 102 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 


daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 


290086 Bacteria_16S 4223733 42236351 98 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

290086 Bacteria_16S 4240345 4240247 1 98 gi|219846042|ref|NR_025632.1| Methylobacterium 


hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
290086 Bacteria_16S 81400 81303 1 97 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 
290086 Bacteria_16S 396451 396354 1 97 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 
290086 Bacteria_16S 610398 610301 1 97 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 


290086 Bacteria_16S 863544 863443 4 104 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

290086 Bacteria_16S 967928 967831 6 102 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

290086 Bacteria_16S 1015263 1015162 1 101 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 


199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
290086 Bacteria_16S 1442185 1442088 1 97 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
290086 Bacteria_16S 1584014 1583917 1 97 gi|219878489|ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
290086 Bacteria_16S 1585569 1585472 1 97 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 


290086 Bacteria_16S 1661822 1661725 1 97 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

290086 Bacteria_16S 1891906 1891809 1 97 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 


strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


290086 Bacteria_16S 1893427 18933301 97 gi|219878269|ref|NR_025408.1] Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 2444983 2444886 1 97 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

290086 Bacteria_16S 2622588 2622491 1 97 gi|219857251|ref|NR_024881.1| Planomicrobium 


mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
290086 Bacteria_16S 2628738 2628641 1 97 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 
290086 Bacteria_16S 3931242 39311451 97 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 


290086 Bacteria_16S 4044364 4044267 1 97 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
290086 Bacteria_16S 31756 31656 1 100 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 


290086 Bacteria_16S 39082 38978 1 104 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

290086 Bacteria_16S 45185 45089 9 104 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 


strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

290086 Bacteria_16S 64987 64883 1 104 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
290086 Bacteria_16S 142468 142364 1 104 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 
290086 Bacteria_16S 168456 168352 1 104 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


290086 Bacteria_16S 178976 178872 1 104 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

290086 Bacteria_16S 499570 499470 1 100 gi|265678719|ref|NR_029024.1| Hydrogenophaga 


defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

290086 Bacteria_16S 501122 501022 1 100 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

290086 Bacteria_16S 513346 513242 1 104 gi|265678710|ref|NR_029015.1| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 11957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
290086 Bacteria_16S 739344 739240 1 104 gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

290086 Bacteria_16S 814957 814853 1 104 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
290086 Bacteria_16S 842345 842246 1 100 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 
290086 Bacteria_16S 854243 854143 1 100 gi| 265678477 |ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 
290086 Bacteria_16S 944676 944576 1 100 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

290086 Bacteria_16S 946239 946139 1 100 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

290086 Bacteria_16S 947803 947703 1 100 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 
290086 Bacteria_16S 1006230 1006127 1 104 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


uo 


290086 Bacteria_16S 1036640 1036536 1 104 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

290086 Bacteria_16S 1124376 1124276 1 100 gi|224581425|ref|NR_027206.1| Lactobacillus antri 


strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
290086 Bacteria_16S 1237767 1237667 1 100 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

290086 Bacteria_16S 1285726 1285622 1 104 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 
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290086 Bacteria_16S 2341590 2341486 1 104 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 


strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 
290086 Bacteria_16S 2364447 2364343 1 104 gi|219857485|ref|NR_025073.1| Haemophilus felis 


strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 2364576 Haemophilus felis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 
290086 Bacteria_16S 2411518 2411418 1 100 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 
290086 Bacteria_16S 2413087 2412987 1 100 gi|219857452|ref|NR_025040.1| Methylosarcina 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylosarcina. 
290086 Bacteria_16S 2414651 2414551 1 100 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 
strain AML-C10 16S ribosomal RNA, partial sequence 2413261 2414776 Methylosarcina fibrata Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 

290086 Bacteria_16S 2446527 2446423 1 104 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

290086 Bacteria_16S 2448032 2447928 1 104 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
290086 Bacteria_16S 2544106 2544006 1 100 gi| 219857348 |ref|NR_024936.1| Hydrogenophaga 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
290086 Bacteria_16S 2600908 2600804 1 104 gi|219857268|ref|NR_024899.1| Mannheimia 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 


290086 Bacteria_16S 2602462 2602358 1 104 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 2602563 Mannheimia ruminalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

290086 Bacteria_16S 2604016 2603912 1 104 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

290086 Bacteria_16S 2605570 2605466 1 104 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 
strain P925 16S ribosomal RNA, partial sequence 2604168 2605671 Mannheimia glucosida Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

290086 Bacteria_16S 2645553 2645453 1 100 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

290086 Bacteria_16S 2647102 2647002 1 100 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
290086 Bacteria_16S 2675607 2675507 1 100 gi|219857206|ref|NR_024834.1| Thiobacter 


subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 
290086 Bacteria_16S 2782067 2781963 1 104 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
290086 Bacteria_16S 2868730 2868626 1 104 gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 
290086 Bacteria_16S 2919381 2919281 1 100 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 
290086 Bacteria_16S 3055923 3055823 1 100 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 
290086 Bacteria_16S 3057436 3057332 1 104 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 
290086 Bacteria_16S 3073862 3073762 1 100 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 
290086 Bacteria_16S 3238786 3238682 1 104 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 
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aceae; Methyloca 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; 
ref|NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref |NR_025938.1 

3823071 382454 
asteurellales; P 


ref |NR_025834.1 

3971185 397263 
olderiales; Coma 
ref|NR_025780.1 


acea 
ref 


e; Alteromon 
NR_025755.1 


ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_025725.1 
4121524 412305 
odocyclales; Rho 


ref 
nce 
urel 


NR_025724.1 
412310 
lales; Paste 


ref|NR_025669.1 
ae; Kerstersia. 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref|NR_028745.1 


denitrificans strain ALJD 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


’ 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Pseudomonas aeruginosa 

monas aeruginosa 
Pseudomonas. 
Anaerobiospirillum 

8 Anaerobiospirillum 

Succinivibrionaceae; 


Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
idum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Desulfuromonas 

uromonas palmitatis 

aceae; Desulfuromonas. 
Haemophilus 

7 Haemophilus 

asteurellaceae; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Petrobacter 

2 Petrobacter 
docyclaceae; 


Volucribacter 
3 4124536 Volucribacter 


urellaceae; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Thioalkalivibrio 


901557 903021 


Thioalkalivibrio 


290086 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


290086 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


290086 Bacteria_16S 


strain PL7HG1 16S 


strain HTCC2506 1 


Alphaproteobacter 


290086 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


290086 Bacteria_16S 


strain AMX51 16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


290086 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


290086 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


290086 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


290086 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


290086 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


290086 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


290086 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


290086 Bacteria_16S 


strain DSM 2665 1 


strain DM12 16S r 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 


strain MHS-2 16S 
Proteobacteria; A 


290086 Bacteria_16S 


strain AN1 16S ri 
Proteobacteria; A 


290086 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


290086 Bacteria_16S 
floricola strain S-877 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Aeromonas. 
290086 Bacteria_16S 


2089893 2089787 1 

1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
364563 364465 1 98 gi 
Fail3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
384157 384059 1 98 gi 
ribosomal RNA, partial sequence 


104 gi 


439819 439721 1 98 gi 


825561 825463 1 98 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
827063 826965 1 98 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
843820 843722 1 98 gi 
ribosomal RNA, partial sequence 


871167 871069 1 98 gi 
in B0O71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


884578 884476 1 102 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


1027499 10274015 102 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1127294 1127192 1 102 gi 
16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Syntroph 


1260237 1260135 1 102 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1270938 1270836 1 102 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


1306931 1306833 1 
complete sequence 
Rhizobiales; Xanthobacteraceae; St 
1397922 1397824 1 98 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


98 gi 
RNA, 


ia; 


2015213 2015115 2 99 gi 


2335668 2335570 1 98 
ibosomal RNA, partial sequence 


gi 


2457166 2457064 1 102 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


2541245 2541147 2 99 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2568660 2568562 1 98 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
2634754 2634657 1 97 gi 
train MAE2 16S ribosomal RNA, partial 

acteria; Firmicutes; Bacillales; Plano 


gi 


2088549 2089942 Nevsk 


382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
290086 Bacteria_16S 
6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
290086 Bacteria_16S 


34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea 


825713 827158 Bosea 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
290086 Bacteria_16S 


1305606 1307012 Stark 


6S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
290086 Bacteria_16S 
2334350 23357 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
290086 Bacteria_16S 


2539981 25412 


2567339 25687 


219878130 


Nevskia. 

265678812 
ence 36326 
terales; C 
265678799 


rhizobiace 
265678762 


timonadace 
265678496 


sea. 
265678495 


sea. 
265678484 


rhizobiace 
265678465 
uence 
ria; Rhizo 
265678455 
equence 

eria; Synt 


265678360 
uence 
ia; Syntro 


253680772 
11259 
obacterale 


219846811 
ence 12588 
occales; D 
219846400 
sequence 

ia; Desulf 


219846269 


arkeya. 
228715764 

uence 

bacteria; 


219878186 


yphomonada 
219857505 


hodobacter 
219857413 
rtial sequ 
ia; Gammap 


219857350 


yphomonada 
219857289 


rhizobiace 
219857236 

sequence 

coccaceae; 


2696350 2696252 1 98 gi 


ref 
iar 


NR_025269.1 
amosa Bacter 


ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029104.1 
Bradyrhizobi 
NR_029067.1 


ae; 
ref 


Fulvimarina 
NR_028799.1 
trisii Bacte 


ae; 
ref 
ves 


ref 
ene 


NR_028798.1 
ae Bacteria 


v 


ref |NR_028787.1 
ae; Bosea. 
ref|NR_028768.1 

869838 871263 
biales; Bradyrhi 


ref|NR_028757.1 
883190 884650 
rophobacterales; 
ref|NR_028662.1 
1026088 102759 
phobacterales; S 


ref|NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


ref 
eya 


NR_025859.1 
novella Bact 


ref|NR_027539.1 
1396599 139803 
Rhizobiales; Met 


ref|NR_025325.1 


; Hyphomonas 
NR_025093.1 


ceae 
ref 


acea 
ref 

ence 

rote 


e; Paracoccu 
NR_025001.1 

245578 
obacteria; A 


ref|NR_024938.1 


; Hyphomonas 
NR_024920.1 


ceae 
ref 


ae; Nitrobacter. 
ref |NR_024864.1 

2633347 263479 
Planomicrobium. 


219857191 


Nevskia ramosa strain 
ia; Proteobacteria; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 

Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Starkeya novella DSM 
eria; Proteobacteria; 


Methylobacterium 
3 Methylobacterium 


hylobacteriaceae; 


Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 

Aeromonas salmonicida 
3 2457213 Aeromonas 
eromonadales; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Planomicrobium 
1 Planomicrobium 


ref|NR_024819.1 


Saccharibacter 


2695010 2696445 Saccharibacter floricola 


Saccharibacter. 


290086 Bacteria_16S 


immobile strain E 
Bacteria; 


strain PW2 16S ri 


Proteob 
290086 Bacteria_16S 
pedioforme strain 
pedioforme Bacter 
290086 Bacteria_16S 


3026847 3026749 1 98 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
3150554 3150454 1 100 gi 
DSM 3802 16S ribosomal RNA, partial s 


3945775 3945677 1 98 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


290086 Bacteria_16S 


strain 101 16S ri 


3950157 3950059 1 98 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


290086 Bacteria_16S 


tainanensis strai 
Bacteria; 


aquaticum strain 
Bacteria; 


Proteobacteria; 


Proteobacteria; 


strain KPA 16S ri 
Firmicutes; Lacto 


290086 Bacteria_16S 
wiegelii strain R 


Bacteria; Firmicu 


290086 Bacteria_16S 


strain JW/AS-Y6 1 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacte 
290086 Bacteria_16S 333066 332969 1 97 gi| 265678839 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete se 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaero 
Moorella group; Moorella. 

290086 Bacteria_16S 345313 345216 1 97 gi| 265678828 


strain 124-2 16S 
Firmicutes; Lacto 


290086 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


290086 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


290086 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


290086 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


290086 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


290086 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


290086 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


290086 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


290086 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 
290086 Bacteria_16S 1305439 1305342 1 97 gi|219846460 


owensensis OL 16S 


Sedis; Caldicellu 


Proteob 
290086 Bacteria_16S 


Proteob 
290086 Bacteria_16S 
strain TCl 16S ri 
G 
290086 Bacteria_16S 
strain Y6 16S rib 
G 
290086 Bacteria_16S 


4101613 41015151 
n $1 16S ribosomal RNA, 


98 gi 


4241804 42417061 98 gi 


60469 60364 1 104 
bosomal RNA, partial sequence 

ammaproteobacteria; 
62017 61912 

osomal RNA, partial 
ammaproteobacteria; Xanthomonadales; 
95081 94984 aL 97 gi 
bosomal RNA, complete sequence 
bacillales; Lactobacillaceae; Lactobac 
105869 105772 1 97 gi 
t8.Bl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
258624 258527 1 97 gi 
6S ribosomal RNA, 


gi 


Xanthomonadales; 
1 104 gi 
sequence 


ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

346873 346776 1 97 
osomal RNA, partial sequence 

lales; Paenibacillaceae; Brevibacillus 
348342 348245 1 97 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
413541 413444 1 97 gi 
Kx156A7 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactob 
639362 639257 1 104 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
868134 868029 1 104 gi 


Lactobac 
gi 


ammaproteobacteria; Xanthomonadales; X 
1033589 1033492 1 97 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1092592 1092495 1 97 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1255736 1255639 1 97 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1302328 13022311 97 gi 


ribosomal RNA, partial sequence 


losiruptor. 


ia; Proteobacteria; Gammaproteobacteri 


3944448 39458 


3948831 39502 


complete seque 
acteria; Betaproteobacteria; Neisseria 


GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


59080 
xX 


60630 
xX 


93645 


complete sequence 257219 25873 


343905 34542 


345474 34689 


16S ribosomal RNA, partial sequence 866725 86827 


1091188 10926 


219846906 
30255 
terales; C 
219846822 
equence 

a; Chromat 
219846262 


Acetobacte 
219846259 


Acetobacte 
219846152 
nce 41002 
les; Neiss 
219846041 
ce 42404 
les; Methy 
265679024 
60579 
anthomonad 
265679023 
62129 
anthomonad 
265679000 
95214 
illus. 

265678993 
nce 10448 
s; Thermoa 
265678890 


illus. 
265678827 


265678826 
ial sequen 
illaceae; 
265678779 
quence 
acillaceae 
265678625 
ence 63798 
nadales; X 
265678467 


anthomonad 
265678356 
sequence 
obacillace 
265678315 


illus. 
219857194 
sequence 
llaceae; B 
219846639 


ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref|NR_026414.1 

3149167 315062 
iales; Chromatia 


ref|NR_025852.1 


race 
ref 


ae; Acidocel 
NR_025849.1 


raceae; Acidocel 
ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref |NR_029332.1 


acea 
ref 


e; Xanthomon 
NR_029331.1 


aceae; Xanthomon 
ref |NR_029308.1 
Lactobacillus 


ref |NR_029301.1 
6 105949 Thermo 
naerobacteraceae 
ref |NR_029198.1 


race 
ref 

quen 
bact 


ae; Moorella 
NR_029144.1 
ce 331642 
erales; Ther 


ref |NR_029133.1 
3 Lactobacillus 


ref |NR_029132.1 
2 Brevibacillus 


ref|NR_029131.1 
ce 346943 348361 
Brevibacillus. 
ref|NR_029084.1 

12124 413673 
; Lactobacillus. 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref|NR_028770.1 


rs 


aceae; Xanthomon 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref|NR_028617.1 
88 Lactobacillus 


ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref |NR_026231.1 


naerobacterales 


ref 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 

Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 

Chitinibacter 
ibacter tainanensis 
ibacter. 

Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Lactobacillus lindneri 
lindneri Bacteria; 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Moorella glycerini 


v 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Moorella 

333194 Moorella 
moanaerobacteraceae; 


Lactobacillus pentosus 
pentosus Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Lactobacillus 
Lactobacillus 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 

Lactobacillus 

0 Lactobacillus 

s. 

Lactobacillus algidus 
algidus Bacteria; 


Brevibacillus 
5 Brevibacillus 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


NR_026051.1 


Caldicellulosiruptor 


1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Incertae 


290086 Bacteria_16S 
juglandis strain LMG 747 16S ribosomal RNA, partial 
juglandis Bacteria; 


pv. 
pv. 
Xanthomonas. 


290086 Bacteria_16S 
brockii subsp. brockii strain HTD4 

Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacter. 
219878140 
equence 
hermoanaerobacterales; 


Thermoanaerobacterales; 
290086 Bacteria_16S 

7R1B strain 16S ribosomal RNA, partial s 
T 


kristjanssonii 17 
kristjanssonii 17 
Family III. 


strain R-13291 16 
Proteobacteria; 


strain R-10289 16 
Proteobacteria; 


Proteobacteria; 


paraplantarum Bac 


290086 Bacteria_16S 
haemolytica strain A50-7-3 16S ribosomal RNA, partial seq 


haemolytica Bacte 
Thermomonas. 


290086 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 


290086 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


290086 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


290086 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


290086 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


290086 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


290086 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


290086 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


290086 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


Incertae Sedis; Caldicellulosiruptor. 
290086 Bacteria_16S 


1312931 1312826 1 104 gi 


Proteobacteria; 


1314480 1314383 1 97 gi 
16S ribosomal RNA, 


Thermoanaerobacteraceae; 
1325347 1325250 1 97 gi 


7R1B Bacteria; Firmicutes; Clostridia; 
1654115 1654010 1 104 


S ribosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Xanthomonadales; Xan 
290086 Bacteria_16S 


1655662 1655557 1 104 
S ribosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Xanthomonadales; Xan 
290086 Bacteria_16S 
LMG 19981 16S ribosomal RNA, partial sequence 


1815486 1815381 1 104 gi 


Gammaproteobacteria; Xanthomonadales; Xan 
290086 Bacteria_16S 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial 
Lact 


1841482 1841385 1 97 


gi 
teria; Firmicutes; Lactobacillales; 
1850686 1850581 1 104 gi 


ria; Proteobacteria; 
2042316 20422111 104 gi 
rain B1616/1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobacte 
2043876 20437711 104 gi 
train L2 16S ribosomal RNA, partial sequ 
acteria; Proteobacteria; Gammaproteobact 


2094446 2094341 1 104 gi 
rain SGM-6 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobacte 


2185337 2185232 1 104 gi 
n CB-226 16S ribosomal RNA, partial sequ 
ria; Proteobacteria; Gammaproteobacteria 


2318992 2318887 1 104 gi 
acteria; Gammaproteobacteria; Xanthomona 
2320584 2320479 1 104 gi 
rain AMX 19 16S ribosomal RNA, partial s 


cteria; Proteobacteria; Gammaproteobacte 


2399262 2399165 1 97 gi 
SW28 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Sporosa 
2502307 2502202 1 104 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; Legio 
2851712 2851607 1 104 gi 
n ATCC 19867 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacteria 


290086 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


290086 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


290086 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


290086 Bacteria_16S 


228721465 
sequence 
Gammaproteobacteria; 


228718892 
partial sequence 


219878439 
1652728 1654224 Thermomonas brevis Bacteria; 
thomonadaceae; 
219878438 
1654275 1655771 Thermomonas fusca Bacteria; 
thomonadaceae; 
219878326 
1814099 1815595 Fulvimonas soli Bacteria; 
thomonadaceae; 
219878308 
sequence 1840072 1841573 Lactobacillus 
obacillaceae; 
219878302 
uence 

Gammaproteobacteria; 


219878167 
sequence 
ria; 


219878166 
ence 
eria; 


219878126 
quence 
ria; 


219857609 
ence 


v 


219857517 


219857461 


e 


, 


Xanthomonadales; 


Xanthomonadales; 


rcina. 
219857381 


Pseudomonadales; 


ref|NR_027606.1 


Xanthomonadales; Xanthomonadaceae; 


ref|NR_027577.1| Thermoanaerobacter 
1313094 1314606 


ref|NR_025279.1 


ref|NR_025578.1| Thermomonas brevis 
Thermomonas. 
ref|NR_025577.1| Thermomonas fusca 
Thermomonas. 
ref|NR_025465.1| Fulvimonas 
Fulvimonas. 
ref|NR_025447.1| Lactobacillus 
Lactobacillus. 
ref|NR_025441.1] Thermomonas 
1849299 1850798 Thermomonas 
Xanthomonadaceae; 


ref |NR_025306.1| Pseudoxanthomonas 
2040918 2042439 Pseudoxanthomonas 
Xanthomonadales; Xanthomonadaceae; 


ref|NR_025305.1] Stenotrophomonas 
2042490 2044002 Stenotrophomonas 
Xanthomonadales; Xanthomonadaceae; 


ref|NR_025265.1] Thermomonas 
2093069 2094546 Thermomonas 
Xanthomonadales; Xanthomonadaceae; 
ref|NR_025198.1| Pseudoxanthomonas 
183928 2185466 Pseudoxanthomonas 
Xanthomonadaceae; 


Ny 


ref|NR_025105.1| Pseudoxanthomonas 


ce 2317582 2319121 Pseudoxanthomonas mexicana 
dales; 
219857516 
equence 
ria; 


Xanthomonadaceae; Pseudoxanthomonas. 

ref|NR_025104.1] Stenotrophomonas 
2319172 2320713 Stenotrophomonas 

Xanthomonadales; Xanthomonadaceae; 


ref|NR_025049.1| Sporosarcina 
2397869 2399376 Sporosarcina aquimarina 
ref |NR_024969.1 
Legionella. 
ref|NR_024709.1| Pseudomonas 


2850317 2851835 Pseudomonas 
Pseudomonadaceae; 


2853281 2853176 1 104 gi|219856889|ref|NR_024708.1| Pseudomonas geniculata 
16S ribosomal RNA, partial sequence 2851886 2853382 Pseudomonas geniculata 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 
2857960 2857855 1 104 gi| 219856886 |ref|NR_024705.1| Pseudomonas cissicola 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomona 
2924001 2923896 1 104 gi 
12-3 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Xanthomona 


e 


3002831 30027341 97 gi 


thermoruber strain BT2 16S ribosomal RNA, partial sequence 


Bacteria; 


Firmicutes; 


Bacillales; Paenibacillaceae; 


dales; 
219856841 


dales; 
219846922 


2856557 2858059 Pseudomonas cissicola 
Xanthomonadaceae; Xanthomonas. 
ref|NR_024660.1| Pseudoxanthomonas 
29226 
Xanthomonadaceae; Pseudoxanthomonas. 
ref|NR_026514.1| Brevibacillus 
3001433 3002946 Brevibacillus thermoruber 


Brevibacillus. 


ay Xanthomonas arboricola 
1311542 1313043 Xanthomonas arboricola 


el Caldicellulosiruptor 
1323941 1325448 Caldicellulosiruptor 
Thermoanaerobacterales 


soli strain 


Legionella waltersii 

2500908 2502354 Legionella waltersii Bacteria; 
nellaceae; 
219856890 
sequence 


17 2924080 Pseudoxanthomonas japonensis 


290086 Bacteria_16S 
strain M-29c 16S 
Firmicutes; 
290086 Bacteria_16S 
strain YH-15 16S 
Firmicutes; 
290086 Bacteria_16S 
mathranii strain 
Bacteria; Firmicutes; 
290086 Bacteria_16S 

strain LMG 471 16 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 8678 1 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 947 16 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 673 16 
Proteobacteria; 
290086 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacte 
Xanthomonas. 
290086 Bacteria_16S 
strain LMG 690 16 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 733 16 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 847 16 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 8670 1 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 736 16 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 5743 1 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 5047 1 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 708 16 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 538 16 
Proteobacteria; 
290086 Bacteria_16S 
albilineans strai 
albilineans Bacte 
Xanthomonas. 
290086 Bacteria_16S 
strain NCIMB 629 
Firmicutes; Bacil 
290086 Bacteria_16S 
thermocopriae str 
thermocopriae Bac 
Thermoanaerobacter. 
290086 Bacteria_16S 
brockii subsp. 


ria; 


ria; 


Thermoanaerobacter brockii subsp. 
rales; 


Thermoanaerobacte 
290086 Bacteria_16S 
strain 25-4 16S r 
Proteobacteria; 
290086 Bacteria_16S 


strain 1843-02 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 


Lactobacillales; 


ribosomal RNA, 


Lactobacilla 


A3 16S 


S ribos 


6S ribo 


S ribos 


S ribos 


S ribos 


S ribos 


S ribos 


6S ribo 


3039136 3039039 1 


ribosomal RNA, partial sequence 
Enterococcaceae; 


3165844 3165747 1 
partial 
les; 
3174954 3174857 1 


Clostridia; 
3182525 3182420 1 


3184077 3183972 1 


16S ribosomal RNA, partial sequence 3608971 36104 
lales; 


Planococcaceae; 
3882161 3882064 1 


ain JT-3 16S ribosomal RNA, partial sequ 
teria; 


Firmicutes; Clos 


3883734 3883637 1 


finnii strain AKo-1 16S ribosomal RNA, partial seq 


Thermoanaerobact 
4000461 4000356 1 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


4172115 4172018 1 


Enterococca 


Lactobacillaceae; 


ribosomal RNA, partial sequence 
Thermoanaerobacterale 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


somal RNA, partial sequence 3182688 31841 


97 gi|219846897 
Vagococcu 
97 gi 
sequence 


Ss. 
219846812 


illus. 
219846 


Lactobac 
97 gi 805 
Ss; 
gi| 219846800 
3181138 31826 
xX 


gi 


104 


104 219846799 


Planococcus. 


3037737 30392 


3164429 31659 


31735 


anthomonadaceae; 


ref|NR_026489.1 


ref|NR_026404.1 
45 Lactobacillus 


ref |NR_026397.1 


ref 


NR_026392.1 


ref|NR_026391.1 


65 3175071 Thermo 
Thermoanaerobacteraceae 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Thermoanaerobacter 
anaerobacter mathranii 
; Thermoanaerobacter. 

Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomon 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3185629 3185524 1 104 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
omal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3187181 3187076 1 104 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
omal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3188733 3188628 1 104 gi|219846796|ref|NR_026388.1| Xanthomonas 
11 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
3190285 3190180 1 104 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
omal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3191837 3191732 1 104 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
omal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3193389 3193284 1 104 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
omal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3194939 3194834 1 104 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
somal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3196491 3196386 1 104 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3290031 3289926 1 104 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
6S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3291556 3291451 1 104 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
6S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3293108 3293003 1 104 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3294660 3294555 1 104 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
3296210 3296105 1 104 gi|219846724|ref|NR_026316.1| Xanthomonas 
n LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
3610381 3610284 1 97 gi|219846499|ref|NR_026091.1| Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


97 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
ence 3880766 3882287 Thermoanaerobacter 
tridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
97 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
uence 3882338 3883860 
finnii Bacteria; Firmicutes; Clostridia; 
eraceae; Thermoanaerobacter. 
104 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
3999120 4000501 Silanimonas lenta Bacteria; 
anthomonadaceae; Silanimonas. 
97 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 


ceae; Vagococcus. 


4170715 4172227 Vagococcus carniphilus Bacteria; 


290086 Bacteria_16S 58950 58850 1 100 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

290086 Bacteria_16S 98218 98114 1 104 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

290086 Bacteria_16S 249668 249568 1 100 gi|265678896|ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 

290086 Bacteria_16S 284226 284122 1 104 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

290086 Bacteria_16S 385740 385640 1 100 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

290086 Bacteria_16S 445944 445844 1 100 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

290086 Bacteria_16S 458296 458196 1 100 gi|265678746|ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

290086 Bacteria_16S 459748 459648 1 100 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

290086 Bacteria_16S 471845 471745 1 100 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

290086 Bacteria_16S 477885 477781 1 104 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

290086 Bacteria_16S 534627 534527 1 100 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

290086 Bacteria_16S 556038 555938 1 100 gi|265678682|ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

290086 Bacteria_16S 557580 557480 1 100 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

290086 Bacteria_16S 559124 559024 1 100 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

290086 Bacteria_16S 577254 577154 1 100 gi|265678668|ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
290086 Bacteria_16S 640925 640825 1 100 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

290086 Bacteria_16S 659027 658927 1 100 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

290086 Bacteria_16S 704358 704258 1 100 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 


strain ThSch 12 1 
Proteobacteria; G 


290086 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


290086 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


290086 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


290086 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


290086 Bacteria_16S 


ammaproteobacteria; Chromatiales; Chro 
734691 734591 1 100 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
764222 764122 1 100 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
FTLBIT~ FI1I73> 1 104 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
779692 779588 1 104 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678559 
ce 73331 
ales; Chro 
265678537 


762839 76433 


1teromonad 
265678532 


770475 77198 


seudomonad 
265678526 
ce 77827 
acterales; 


785814 785714 1 100 gi 


265678522 


mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 


5 Lamprocystis 
Lamprocystis. 
ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref|NR_028836.1 


aceae; Cellvibri 
ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028826.1 

784432 785869 


purpurea Bacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


O°. 
Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Pseudomonas 
Pseudomonas 


mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 

290086 Bacteria_16S 
strain IMT37 16S 
Proteobacteria; 
290086 Bacteria_16S 
sibiricum strain 
Bacteria; 
290086 Bacteria_16S 
litoralis strain 
Bacteria; 
290086 Bacteria_16S 


822439 822339 1 


901411 901307 1 


935452 935348 1 


936978 936874 1 


100 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


104 


104 


104 


strain SJ 16S ribosomal RNA, partial sequence 


Proteobacteria; 
290086 Bacteria_16S 


949365 949265 1 


Deltaproteobacteria; Bdellovibrionales; 


100 


strain PHL 16S ribosomal RNA, partial sequence 


Proteobacteria; 
290086 Bacteria_16S 


950930 950830 1 


100 


strain 133 16S ribosomal RNA, partial sequence 


Proteobacteria; 
290086 Bacteria_16S 
strain CIP 104663 
Proteobacteria; 
290086 Bacteria_16S 


16S ribosomal RNA, 
Gammaproteobacteria; Pseudomonadales; P 


961723 961623 1 


1038180 1038080 1 


100 


complete sequence 


100 


strain 7-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
290086 Bacteria_16S 


thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
thermotolerans Bacteria; 


Pseudomonas. 
290086 Bacteria_16S 


tataouinensis TTB310 16S ribosomal RNA, partial sequenc 


TTB310 Bacteria; 
290086 Bacteria_16S 
strain R-4079 16S 
Proteobacteria; 
290086 Bacteria_16S 
strain LMG 2210 1 
Proteobacteria; 
290086 Bacteria_16S 


denitrificans strain K601 16S ribosomal RNA, partial se 
Proteobacteria; 


denitrificans K60 
Alicycliphilus. 
290086 Bacteria_16S 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Clostridiales; 


WM1 Bacteria; 
290086 Bacteria_16S 


proteolytica strain CMS 64 16S ribosomal RNA, partial s 
Gammaproteobacte 


proteolytica Bacteria; 
Pseudomonas. 
290086 Bacteria_16S 
strain CMS 35 16S 
Proteobacteria; 
290086 Bacteria_16S 
strain CFBP 2341 
Proteobacteria; 

290086 Bacteria_16S 


1 Bacteria; 


Firmicutes; 


1145506 1145406 1 


1198512 1198412 1 


1228610 1228506 1 


1415930 1415830 1 


1481532 1481432 1 


1492130 1492030 1 


Clostridia; 
1641907 1641807 1 


Proteobacteria; 


1645030 1644930 1 


1695349 1695249 1 


1696893 1696793 1 


Proteobacteria; 


100 


100 


104 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


100 


100 


100 


100 


100 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


100 


100 


strain TOl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
290086 Bacteria_16S 


thomasii strain DSM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


thomasii Bacteria; 
Anaerobiospirillum. 
290086 Bacteria_16S 


limicola strain GolChil 16S ribosomal RNA, 


limicola Bacteria; 
290086 Bacteria_16S 


denitrificans strain Chol-1S 16S ribosomal RNA, 
denitrificans Bacteria; 


Sterolibacterium. 
290086 Bacteria_16S 


1742652 1742548 1 


1830718 1830618 1 


1836771 18366711 
Proteobacteria; 


1966141 1966041 1 


104 


100 


100 


100 


Gammaproteobac 


Betaproteo 


complete seq 
Proteobacteria; Betaproteobacteria; 


complet 
Betaproteobacte 


gi 
82 


gi 


AL7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


JS5 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


gi 


935581 93704 
Bacteriovoracaceae; 


gi 


947973 94948 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi 


949535 95104 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi 


gi 


1036784 10382 
Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


gi 


gi 


1227244 12287 


gi 


6S ribosomal RNA, partial sequence 1414552 14160 
Gammaproteobacteria; Pseudomonadales; P 


gi 


gi 


cl 
gi 


gi 


1643643 16451 


gi 


16S ribosomal RNA, partial sequence 1693968 16954 
Gammaproteobacteria; Pseudomonadales; P 


gi 


1695512 16970 
Gammaproteobacteria; Pseudomonadales; P 


gi 


gi 


gi 


265678498 
1061 82256 


265678444 
90001 


265678422 
93405 


265678421 


265678413 


265678412 


265678404 


96032 


265678353 


253680760 
teria; Pse 


228715504 
e 11971 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


219878281 


224581448 


seudomonad 
219878371 
quence 
bacteria; 


219846902 
14907 
ostridiace 
219878449 
equence 

ria; Pseud 


219878447 


seudomonad 
219878411 


seudomonad 
219878410 


seudomonad 
219878379 
quence 

Aeromonad 


219878316 
uence 

Rhodocycla 
219878311 
e sequence 
ria; 


gi 


seudomonadaceae; 


seudomonadaceae; 


Rhodocyclales; 


ref|NR_028801.1 


ref|NR_028746.1 
ref 


NR_028724.1 


ref |NR_028723.1 
4 Bacteriovorax 


ref|NR_028715.1 
Acidovorax. 
ref |NR_028714.1 
Acidovorax. 


ref |NR_028706.1 


ref|NR_028655.1 
Curvibacter. 
NR_028008.1 
144133 114556 
udomonadales; 


ae; 
ref 


R 


ref|NR_027534.1 


ref |NR_025420.1 


ref |NR_027230.1 
aceae; 
ref|NR_025510.1 

1480151 148165 
Burkholderiales; 
ref|NR_026494.1 
ae; Clostridium. 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 
ref|NR_025586.1 


aceae; Pseudomon 
ref|NR_025550.1 


aceae; Pseudomon 
ref|NR_025549.1 


aceae; Pseudomon 
ref|NR_025518.1 

1741287 174278 
ales; Succinivib 


ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025450.1 
1835368 183689 
Rhodoc 


219878218 


subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
Pseudomonas. 


Thioalkalimicrobium 


3 901506 Thioalkalimicrobium sibiricum 
Piscirickettsiaceae; 


Thioalkalimicrobium. 
Bacteriovorax 


6 935530 Bacteriovorax litoralis 
Bacteriovoracaceae; 


Bacteriovorax. 
Bacteriovorax marinus 
marinus Bacteria; 


Bacteriovorax. 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Pseudomonas veronii 


3 961843 Pseudomonas veronii Bacteria; 
Pseudomonas. 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Pseudomonas 
1 Pseudomonas 


Pseudomonadaceae; 


Ramlibacter 


31 1198567 Ramlibacter tataouinensis 
Comamonadaceae; 


Ramlibacter. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 
Cellvibrio. 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 
Pseudomonas. 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Clostridium 


49 1492247 Clostridium saccharolyticum 


Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Propionivibrio 

7 Propionivibrio 
eae; Propionivibrio. 
Sterolibacterium 

8 Sterolibacterium 
yclaceae; 


ref|NR_025357.1 
1964797 196621 


Alcaligenes faecalis 
0 Alcaligenes faecalis 


subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


Alcaligenes. 
290086 Bacteria_16S 


1967633 1967533 1 


100 


strain BM5 16S ribosomal RNA, partial sequence 


Proteobacteria; 
290086 Bacteria_16S 


ferrugineus strain Cb fel8 16S ribosomal RNA, 


ferrugineus Bacteria; 
Cystobacteraceae; 
290086 Bacteria_16S 
strain DSM 176 16 
Proteobacteria; 
290086 Bacteria_16S 


roseopersicina strain DSM 229 16S ribosomal RNA, partial 
roseopersicina Bacteria; 


290086 Bacteria_16S 
strain Ps 9-14 16 
Proteobacteria; 


S ribosomal RNA, 


1987597 1987493 1 


Proteobacteria; 


Cystobacter. 


2025610 2025510 1 


2062416 2062316 1 


Proteobacteria; 
2144443 2144343 1 


Gammaproteobacteria; Chromatiales; Chromatiaceae; 


104 


100 


complete sequence 2024259 20257 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


100 


100 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


complete 
Deltaproteobacteria; 


gi|219878217 
1966261 19677 


219878204 
sequence 


gi 


gi|219878179 


gi|219878149 


gi| 219857639 
2143068 21445 


Myxococcales; 


sequence 
Gammaproteobacteria; 


ref|NR_025356.1 

Thiocapsa. 

ref |NR_025343.1 
1986193 198770 


ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref |NR_025288.1 
2061023 206241 


ref |NR_025228.1 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Cystobacter 
9 Cystobacter 


Cystobacterineae; 


Isochromatium buderi 
buderi Bacteria; 


Lamprocystis 
5 Lamprocystis 


Chromatiales; Chromatiaceae; Lamprocystis. 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomonas. 


290086 Bacteria_16S 2145948 2145848 1 100 gi|219857638|ref|NR_025227.1| Pseudomonas 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

290086 Bacteria_16S 2179304 2179204 1 100 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
290086 Bacteria_16S 2220177 2220077 1 100 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

290086 Bacteria_16S 2230782 2230682 1 100 gi|219857579|ref|NR_025167.1| Laribacter 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
290086 Bacteria_16S 2235335 22352351 100 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

290086 Bacteria_16S 2303808 2303708 1 100 gi|219857528|ref|NR_025116.1| Marinobacter 


lutaoensis strain 
Bacteria; 
290086 Bacteria_16S 


2308452 2308352 1 


T5054 16S ribosomal RNA, partial sequence 23024 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


100 


strain K24 16S ribosomal RNA, partial sequence 


Proteobacteria; 
290086 Bacteria_16S 
strain CFML 97-39 
Proteobacteria; 
290086 Bacteria_16S 
strain CFML 97-51 
Bacteria; 
290086 Bacteria_16S 
aerophilum strain 
Bacteria; 
290086 Bacteria_16S 


thivervalensis strain SBK26 16S ribosomal RNA, partial 
thivervalensis Bacteria; 


Pseudomonas. 
290086 Bacteria_16S 


brassicacearum strain DBK11 16S ribosomal RNA, partial 
brassicacearum Bacteria; 


Pseudomonas. 
290086 Bacteria_16S 
strain A3.12 16S 
Proteobacteria; 

290086 Bacteria_16S 
strain CCUG 2113 
Proteobacteria; 

290086 Bacteria_16S 
strain CIP 105469 
Bacteria; 
290086 Bacteria_16S 


strain CIP 105470 16S ribosomal RNA, partial sequence 


2322135 23220351 


2323687 2323587 1 


2469324 24692201 


2522060 2521960 1 
Proteobacteria; 
2523540 2523440 1 
Proteobacteria; 


2534177 2534073 1 


2545667 2545567 1 


2556366 2556266 1 


2557932 2557832 1 


Betaproteobacteria; Burkholderiales; Alcaligenace 


100 


1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


100 


4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


104 


AL3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


100 


Gammaproteobacteria; 


100 


Gammaproteobacteria; 


104 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; 


100 


16S ribosomal RNA, partial sequence 2544276 25457 
Betaproteobacteria; Burkholderiales; Comamonadace 


100 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


100 


gi| 219857524 
2307079 23085 


219857515 
23207 


gi 


219857514 
23223 
P 
219857404 
24679 
Pis 
219857363 
sequence 
Pse 


gi 


gi 


gi 


219857362 
sequence 
Pse 


gi 


gi| 219857355 
2532800 25342 
Bacteriov 


gi| 219857347 


219857340 
25549 
P. 
219857339 


gi 


gi 


Alteromonadaceae 


04 2303932 Marino 


ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref |NR_024943.1 
56 Peredibacter 
oracaceae; Pered 
ref |NR_024935.1 


Acidovorax. 
NR_024928.1 


ae; 
ref 


seudomonadaceae; 


bacter lutaoensis 
Marinobacter. 
Pigmentiphaga kullae 

kullae Bacteria; 

As 

Pseudomonas brenneri 

monas brenneri Bacteria; 

as. 

Pseudomonas grimontii 

monas grimontii 

Pseudomonas. 
Thioalkalimicrobium 

kalimicrobium aerophilum 

; Thioalkalimicrobium. 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Pseudomonas gessardii 


74 2556489 Pseudomonas gessardii 


Pseudomonas. 


ref |NR_024927.1 


Pseudomonas migulae 


2556540 2558055 Pseudomonas migulae Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


290086 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


290086 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


290086 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


290086 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


290086 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


290086 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


290086 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


290086 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


290086 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


290086 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


290086 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


290086 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


290086 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


290086 Bacteria_16S 


stanieri strain A’ 
stanieri Bacteria 
Marinobacterium. 


290086 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


290086 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


290086 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


290086 Bacteria_16S 
somal RNA, partial sequence 3031628 3033115 Clost 


strain 7 16S ribo 
Clostridia; Clost 


290086 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


290086 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


290086 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


290086 Bacteria_16S 


2571691 2571591 1 100 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580812 2580712 1 100 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582378 2582278 1 100 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583948 2583848 1 100 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585517 2585417 1 100 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596355 2596255 1 100 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597921 25978211 100 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2719019 2718915 1 104 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 
2744628 2744528 1 100 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2750326 2750226 1 100 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


gi 


2848586 2848486 1 100 


gi 


16S ribosomal RNA, partial sequence 2847193 28487 
ma 


etaproteobacteria; Burkholderiales; Co: 
2854814 2854714 1 100 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2862558 2862458 1 100 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2867182 2867082 1 100 gi 
TCC 27130 16S ribosomal RNA, partial s 
; Proteobacteria; Gammaproteobacteria; 


2920910 2920810 1 100 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2934402 2934302 1 100 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


2975317 2975217 1 100 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
3033012 3032912 1 100 gi 


gi 


ridiales; Clostridiaceae; Clostridium. 
3086010 3085906 1 104 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


3087455 3087351 1 104 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


3112900 3112796 1 104 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 


na 


na 


na 


ct 


2743252 27447 


ma. 


eq 


2973936 29754 


219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
dales; P 
219857279 
25825 
dales; P 
219857278 
25841 
dales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857176 
al sequenc 
eria; Bu 


219857158 


monadace 
219857154 
uence 

ria; Burkh 
219856892 


monadace 
219856888 
28534 
adales; P 
19856883 
sequence 
Burkhol 
19856880 
equence 

Alteromon 


n 
2 

1 

a; 
2 


219856843 
1 sequence 
cteria; Ps 


219856834 
sequence 
a; 


219846940 


seudomonad 
219846901 


219846865 
al sequenc 
ria; Rhodo 


219846864 
uence 
eria; Rhod 
219846847 
nce 31115 
acterales; 


3158339 3158239 1 100 gi 


219846817 


guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 


99 2571813 Ps 
acea 


20 2580935 Ps 
acea 


86 2582507 Ps 
seud 


58 2584074 Pseud 
seud 


25 2585640 Pseud 
seud 


61 2596478 Pseud 
acea 


29 2598044 Pseud 
seud 


e 2717632 27191 
rkho 


olde 


ae; 


deri 


adal 


eudo: 


Alteromonad 


Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Herbaspirillum 

5 Herbaspirillum 
xalobacteraceae; 


ref|NR_024918.1 
eudo: 
e; Pseudomon 
NR_024912.1 
eudo: 
e; Pseudomon 
NR_024911.1 
eudo: 
omonadaceae; 
NR_024910.1 
° 


ref 


ref 


ref 
omonadaceae; 
NR_024909.1 
° 
omonadaceae; 
NR_024902.1 
° 
e; Pseudomon 
NR_024901.1 
°. 
omonadaceae; 
NR_024804.1 
0 
0 


ref 


ref 


ref 


ref 
lderiales; 
Delftia tsuruhatensis 


ref |NR_024786.1 


07 Delftia tsuruhatensis Bacteria; 
ae; 


Delftia. 
ref |NR_024782.1 

2748935 275045 
riales; Coma 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 

Delftia. 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024702.1 
2861171 286267 
ales; Comamo 
NR_024699.1 
2865789 286730 
es; Alteromo 


Pseudomonas savastanoi 

monas savastanoi 
Pseudomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Marinobacterium 

5 Marinobacterium 

nadaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


ref|NR_024662.1 
2919511 292100 
monadales; P 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


ref|NR_024653.1 
2933018 293448 
ales; Altero 


ref|NR_026532.1| Pseudomonas cichorii 
29 Pseudomonas cichorii Bacteria; 
aceae; Pseudomonas. 

ref|NR_026493.1| Clostridium indolis 
ridium indolis Bacteria; Firmicutes; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


ref|NR_026456.1 
3086162 308755 
obacterales; Rho 


Desulfobacter 
obacter halotolerans 
Desulfobacteraceae; Desulfobacter. 
ref|NR_026409.1| Desulfotomaculum 

3156952 3158446 Desulfotomaculum 


ref|NR_026439.1 
17 3112988 Desulf 


290086 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; 


strain DSM 11363 


G 
290086 Bacteria_16S 


3173435 3173335 1 100 

ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3178030 3177930 1 100 gi 


gi 


ma 


219846806 
3172065 31735 


219846803 
16S ribosomal RNA, partial sequence 3176631 31781 


tiaceae; 


ref|NR_026398.1 


Thi 
ref 


orhodococcus 
NR_026395.1 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

290086 Bacteria_16S 3389114 3389014 1 100 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

290086 Bacteria_16S 3490046 3489942 1 104 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

290086 Bacteria_16S 3599697 3599597 1 100 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

290086 Bacteria_16S 3795470 3795370 1 100 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

290086 Bacteria_16S 3798514 3798414 1 100 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

290086 Bacteria_16S 3906789 3906689 1 100 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

290086 Bacteria_16S 3937059 3936955 1 104 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

290086 Bacteria_16S 3938493 3938389 1 104 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

290086 Bacteria_16S 3965216 3965116 1 100 gi| 219846249 |ref|NR_025839.1| Rhodocyclus tenuis 


strain 2761 16S 


Proteobacteria; B 


290086 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


290086 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Aestuariibacter. 


290086 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


290086 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


290086 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


290086 Bacteria_16S 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


290086 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


290086 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


290086 Bacteria_16S 


strain VP-6 16S r 
Proteobacteria; A 


290086 Bacteria_16S 


kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
4038347 4038247 1 100 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Th 
4128983 4128879 1 104 gi 
JC2043 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


Oc 


io 
ue 


a; 


4130472 4130368 1 
JC2042 
ia; Pro 


104 gi 
16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 


ue 
a; 


4170535 4170435 1 100 gi 


3963836 39652 


219846198 


219846131 


219846130 


219846100 


yclaceae 


40 
monas 


370 


nce 


Alterom 


nce 


Alterom 


ammaproteobacteria; Alteromonadales; Alt 
1061015 1060912 3 104 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1171211 1171108 3 104 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ue 
i; 


al 


1766947 1766844 1 102 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
2506870 2506767 1 102 gi 


en 
al 


ammaproteobacteria; Chromatiales; Ectoth 
2538507 2538412 5 99 gi 


ibosomal RNA, partial sequence 


290086 Bacteria_16S 


strain Wai33 16S 
Deinococcus-Therm 


6S ribosomal RNA, partial sequence 4169129 41706 


265678337 


228719618 
1169826 11712 


219878360 


219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


219857352 
2537193 25385 


lphaproteobacteria; Rhodobacterales; Hyphomonada 
3200986 3200883 3 104 gi| 219846788 
rain CCUG 35717 16S ribosomal RNA, partial seque 
M 44385 Bacteria; Actinobacteria; Actinobacterid 
e; Corynebacterium. 
3877525 3877426 3 100 gi| 219846311 


eromonad 


nce 
Thermal 
Pseu 


es; 


ce 17655 
es; Ecto 


iorhodos 


; Rhodocyclus. 
ref|NR_025788.1 
01 4038390 Thiomo 


ref|NR_025721.1 

4127615 412904 
onadales; Altero 
ref|NR_025720.1 
129099 413053 
onadales; Altero 


rs 


ref |NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref |NR_028639.1 
1059624 106111 
es; Thermaceae; 
ref|NR_027583.1 
94 Thermobispora 
donocardineae; P 


ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_024961.1 


pira 
ref 


ceae; Alkali 
NR_024940.1 
; Hyphomonas 
NR_026380.1 

319961 
Actinomyceta 


ceae 
ref 
nce 
ae; 


ribosomal RNA, partial sequence 


us; Deinococci; Thermales; Thermaceae; T 


hermus. 


95 Rhodocyclus tenuis Bacteria; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 


monadaceae; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Marinithermus 
6 Marinithermus 
Marinithermus. 
Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


ref|NR_025901.1 


Thermus filiformis 


3876152 3877626 Thermus filiformis Bacteria; 


290086 Bacteria_ 


strain P2 16S rib 
D 


Proteobacteria; 
290086 Bacteria_ 


strain V2 16S rib 
Proteobacteria; Alphaproteobacteria; 


290086 Bacteria_ 


strain IS 123 16S 


290086 Bacteria _1 
CFN 42 16S riboso: 
Alphaproteobacter 
290086 Bacteria_1 
taiwanensis strai 
Proteob 
290086 Bacteria 1 


Bacteria; 


16S 4095794 4095700 11 104 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 

osomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 

eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

16S 8847 8750 a 98 gi| 265679058 |ref|NR_029366.1| Bartonella grahamii 

osomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 

Rhizobiales; Bartonellaceae; Bartonella. 

16S 63484 63386 1 98 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 

ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

6S 273567 273469 1 98 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 

mal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 

ia; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

6S 391878 391780 1 98 gi|265678794|ref|NR_029099.1| Chitinimonas 

n cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 

acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

6S 416676 416578 1 98 gi|265678777|ref|NR_029082.1| Methylobacterium 


populi BJ001 16S 
Bacteria; 


strain Wt/la 16S 


Deinococcus-Thermus; 
290086 Bacteria _1 
strain SCII24 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
290086 Bacteria_1 
grignonense strai 
grignonense Bacte 
290086 Bacteria_16S 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
290086 Bacteria_16S 
kondratievae stra 
Proteob 
290086 Bacteria_16S 


Bacteria; 


strain SH22623 16 


strain JCM 21370 


bermudensis HTCC2 
HTCC2503 Bacteria 


290086 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


290086 Bacteria_16S 


brockii subsp. la 


Thermoanerobacter brockii subsp. 


Thermoanaerobacte 


290086 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


290086 Bacteria_16S 


strain CM243 16S 


gallinifaecis str 
gallinifaecis Bac 


290086 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


290086 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


290086 Bacteria_16S 


strain ATCC 15253 


Proteob 
290086 Bacteria_1 


ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
6S 530097 529995 1 102 gi 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 

6S 678853 678755 1 98 

ribosomal RNA, partial sequence 


Deinoco 
gi 


6S 680297 680199 1 98 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
794919 794821 1 98 gi 
B 16S ribosomal RNA, partial sequence 


848447 848343 1 104 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1025971 1025873 1 98 gi 
S ribosomal RNA, partial sequence 
1071547 1071449 1 


98 gi 


1243776 1243678 1 98 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1391865 1391767 1 98 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1486050 1485952 1 98 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


’ 


1506977 1506880 1 97 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 

Thermoanaerobacteraceae; Thermo 
1516007 1515909 1 98 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


rales; 


1616128 1616030 1 98 
ribosomal RNA, partial sequence 


gi 


1657169 1657071 1 98 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1890329 1890231 1 98 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
2022605 2022507 1 98 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 


415329 41680 
les; Methy 


528726 53019 


677507 67890 


1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
290086 Bacteria_16S 
16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
290086 Bacteria_16S 
temperatum strain 
temperatum Bacter 
290086 Bacteria_16S 


1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
290086 Bacteria_16S 


265678699 


ccaceae; D 
265678597 


llaceae; 
265678596 
uence 
ia; Rhizob 
265678516 
79361 
biaceae; R 
265678481 
nce 84713 
terales; R 
265678361 


biaceae; R 
265678330 


Rhodospiri 
219878114 
quence 

a; Rhizobi 
228716336 
e 13905 
Parvularc 
219857250 
quence 

ria; Rhizo 


219846365 
somal RNA, 
Bacteria; 
anaerobact 
219878113 
1 sequence 
teria; Rhi 


219878466 


aulobacter 
219878437 
sequence 
eria; Rhiz 
219878272 
e 18889 
les; Phyll 
219878181 
20212 
terales; C 


2024096 2023998 1 98 gi 
16S ribosomal RNA, partial sequence 


0 


loba 
ref 


cteriaceae; 
NR_029004.1 


einococcus. 
ref |NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref|NR_028901.1 
678955 680426 
iales; Brucellac 
ref |NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_028663.1 


hizo 
ref 


bium/Agrobac 
NR_028632.1 


llaceae; Tistrel 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref|NR_025252.1 

1514694 151610 
zobiales; Phyllo 
ref|NR_025605.1 
aceae; Woodshole 
ref|NR_025576.1 
1655822 165727 
obiales; Brucell 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 


219878180 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Paracoccus 

ccus kondratievae 
Paracoccus. 

Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


ae 

Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Mesorhizobium 

izobium chacoense 
esorhizobium. 
Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 


ref |NR_025319.1 


Caulobacter henricii 


2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 


290086 Bacteria_16S 2027166 2027064 1 102 gi 
strain LMG 317541 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
290086 Bacteria_16S 2191500 2191403 1 97 gi 
fermentum strain Z-7984 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibac 
290086 Bacteria_16S 2245900 2245802 1 98 gi 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
Rhizobium. 

290086 Bacteria_16S 2350652 2350554 1 98 gi 
sulfonivorans strain S1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
290086 Bacteria_16S 2528056 2527956 1 100 gi 
alkaliphilum strain S1 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptoc 
290086 Bacteria_16S 2624077 2623979 1 98 gi 
strain ACCC 19665 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
290086 Bacteria_16S 2631755 2631657 1 98 gi 
strain hl 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
290086 Bacteria_16S 2642441 2642339 1 102 gi 
strain GSL-But2 1 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
290086 Bacteria_16S 2929875 2929777 1 98 gi 
strain IFO 13613 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
290086 Bacteria_16S 3054377 3054279 1 98 gi 
strain CreCitl 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 
290086 Bacteria_16S 3132427 3132329 1 98 gi 
plurifarium strain LMG 11892 16S ribosomal RNA, partial 
plurifarium Bacteria; Proteobacteria; Alphaproteobacter 
Mesorhizobium. 
290086 Bacteria_16S 3147477 3147375 1 

DSM 11303 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinoco 
290086 Bacteria_16S 3168867 3168765 1 102 gi 
radiodurans strain DSM 20539 16S ribosomal RNA, partial 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; 
290086 Bacteria_16S 3390563 3390461 4 104 gi 
chliarophilus strain ATCC 700543 16S ribosomal RNA, parti 
chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; 
290086 Bacteria_16S 3684648 3684550 1 98 gi 
strain CNS 2-75 1 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
290086 Bacteria_16S 3801480 3801382 1 98 gi 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
290086 Bacteria_16S 3813732 3813630 1 102 gi 
allosaccharophila strain CECT 4199 16S ribosomal RNA, p 
allosaccharophila Bacteria; Proteobacteria; Gammaproteo 
Aeromonas. 
290086 Bacteria_16S 3939952 3939854 1 98 gi 
extorquens strain TK 0001 16S ribosomal RNA, complete s 
extorquens Bacteria; Proteobacteria; Alphaproteobacteri 
Methylobacterium. 
290086 Bacteria_16S 
strain NZP 2213 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


ne 
oc 


s 
ia 
102 gi 


cc 


s 
De 


a: 


ar 
ba 


eq 
a; 


3968188 3968090 1 98 gi 


ob 


219878178 


omonadacea 
219857605 
en 
7) 
219857569 


le 


219857494 
en 
le 

219857359 


219857249 


le 
219857238 
2630432 26317 
ho 
219857230 
6S ribosomal RNA, partial sequence 2641027 26425 
D 
219856837 
16S ribosomal RNA, partial sequence 2928528 29299 
lo 
219846886 
3052993 30544 
er 
219846834 


219846824 
3146120 31475 


219846809 
219846652 
219846448 
6S ribosomal RNA, partial sequence 3683303 36847 
219846362 
3800153 38015 


ob 
219846354 


219846266 


219846247 
complete sequence 3966839 39683 


ref 
20257 
e; Aeromonas. 
ref 
ce 21901 
lus. 
ref 
22445 
s; Rhizobiaceae; 
ref 
ce 23493 
s; Hyphomicr 
ref 
73 2528174 Desul 
Desu 


ref 


obiaceae; 


e 25266 
caceae; 


26227 
Phyllobac 
ref 
92 Methylarcula 
acea 
ref 
73 Desulfocella 
cteraceae; 
ref 
56 Terasakiella 
e; T 
ref 


teriaceae; 


Ss; 


dobacter 


esulfoba 


cystacea 


Formivibrio. 
ref 


iaceae; 


w 


131100 31325 
iales; Phylloba 


equence 
Rhizob 


, 


ref 


eino 
ref 


aceae; D coccus. 


w 


equence 167516 31689 


inococcales; 
ref 
nce 
S3--T. 
ref 
56 Ochrobactrum 
chrobactrum. 

ref 


33892 
hermaceae; 


al seque 
Thermale 


aceae; O 


acteriaceae; 
ref 
tial sequenc 


cteria; Aero 


e 38123 
monadales; 


ref 
3938625 39400 
ales; Methyloba 


uence 
Rhizobi 


v 


ref 


acteriaceae; Mesorhizob 


290086 Bacteria_16S 4018474 4018376 1 98 gi 
strain SW-154 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Kangiella. 

290086 Bacteria_16S 101259 101162 1 97 gi| 265678996 |ref|NR_029304.1 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

290086 Bacteria_16S 220590 220493 1 97 gi| 265678916 |ref|NR_029224.1 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 22060 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

290086 Bacteria_16S 261474 261377 2 98 gi| 265678887 |ref|NR_029195.1 


strain I66 16S ribosomal RNA, partial sequence 


219846211 
4017086 40185 


ref 


NR_025317.1 
59 2027165 Aeromo 


NR_025193.1 
08 2191561 Amphi 


NR_025157.1 
78 2245989 Rhizo 
Rhizob 


NR_025082.1 
35 2350745 Hypho: 
H 
NR_024947.1 


1fotomaculu 
NR_024879.1 
31 2624203 Mesor 
NR_024866.1 


e; Methylar 
NR_024858.1 


Desu 
NR_024656.1 


erasakiella 
NR_026478.1 


82 Formivibrio citricus Bacteria; 


NR_026426.1 


NR_026416.1 
91 Deinococcus murrayi Bacteria; 


NR_026401.1 


Deinococca 
NR_026244.1 


NR_026039.1 


NR_025953.1 
75 Mesorhizobium 
Mesorhizob 
NR_025945.1 


NR_025856.1 


NR_025837.1 
15 Mesorhizobium 


NR_025801.1 
81 Kangiella aquimarina Bacteria; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Amphibacillus 
bacillus fermentum 
Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


b 
i 


Hyphomicrobium 
microbium sulfonivorans 
yphomicrobium. 
Desulfotomaculum 
fotomaculum alkaliphilum 
m. 

Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Methylarcula terricola 
terricola Bacteria; 
cula. 

Desulfocella halophila 
halophila Bacteria; 
lfocella. 

Terasakiella pusilla 
pusilla Bacteria; 


h 
M 


Formivibrio citricus 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


3 
c 


Deinococcus murrayi 


Deinococcus 
1 Deinococcus 
eae; Deinococcus. 
Meiothermus 
44 3390664 Meiothermus 
Meiothermus. 
Ochrobactrum anthropi 
anthropi Bacteria; 


8 
c 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Aeromonas 

27 3813828 Aeromonas 
Aeromonadaceae; 


i 


Methylobacterium 
1 Methylobacterium 
teriaceae; 


3 
c 


Mesorhizobium loti 
loti Bacteria; 

um. 

Kangiella aquimarina 


i 


Halobacillus litoralis 
litoralis Bacteria; 


Geobacillus 


8 Geobacillus 


Rhizobium hainanense 


260171 261540 Rhizobium hainanense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


290086 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


290086 Bacteria_16S 


oligofermentans s 
oligofermentans B 


290086 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


290086 Bacteria_16S 


contaminans strai 
contaminans Bacte 


290086 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


290086 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


variabile strain 
Bacteria; Firmicu 


290086 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


290086 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


290086 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


290086 Bacteria_16S 


silvestris strain 
silvestris Bacter 


290086 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


290086 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


290086 Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geoba 


strain U 16S ribo 
Bacillales; Bacil 


290086 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


290086 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


290086 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


290086 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


290086 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


290086 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


290086 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


290086 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


322104 322007 1 97 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
456795 456698 1 97 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 
498002 497905 1 97 gi 
M512/02/1 16S ribosomal RNA, partial 
ia; Firmicutes; Lactobacillales; 
527017 526920 1 97 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; 
533073 532976 1 97 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
537684 537583 1 100 
osomal RNA, partial sequence 


gi 


gi 


540727 540630 1 97 gi 
BI 114 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
607326 607229 1 97 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
621119 621018 1 100 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 
719448 719351 1 97 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
731704 731607 1 97 gi 


ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; 

802707 802610 1 97 
in C21 16S ribosomal RNA, 
eria; Firmicutes; Clostridia; 


Streptoc 
gi 


840860 840763 1 97 gi 
laceae; Geobacillus. 

866572 866467 1 104 gi 
ain PCE-M2 16S ribosomal RNA, partial 


teria; Proteobacteria; Epsilonproteoba 


906017 905920 1 97 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
r. 

916859 916762 1 97 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
958669 958572 1 97 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
1021398 1021301 1 97 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1022951 1022854 1 97 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1024522 10244251 97 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1047450 1047353 1 97 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 


Streptoc 


290086 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


1118262 1118165 1 97 gi 
ribosomal RNA, partial sequence 


bacillales; Streptococcaceae; Streptoc 


Strep 


Bacillace 
531745 53318 
536318 53780 


psilonproteobacteria; Nautiliales; Nau 
290086 Bacteria_16S 


HR3-23 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Bacillales; Planococcaceae; Soli 
776600 776503 1 97 gi| 265678529 


775183 77669 


complete seq 
Clostrid 


1019984 10214 


1023111 10246 


265678846 
sequence 
illaceae; 
265678747 
equence 
Streptococ 
265678720 
sequence 
tococcacea 
265678701 
equence 
ae; Anoxyb 
265678697 


265678694 


tiliaceae; 
265678692 
ence 53938 
coccaceae; 
265678647 
nce 60592 
cillus. 
265678638 
1 sequence 
bacteria; 
265678569 
ence 71801 
illus. 
265678561 


occus. 

265678511 
uence 
iales; Clo 


265678486 


265678468 
sequence 
cteria; Ca 
265678441 
ence 90455 
aerobacter 


265678434 
ence 91544 
; Streptoc 
265678406 
ial sequen 
cillaceae; 
265678364 


occus. 

265678363 
e sequence 
tococcacea 
265678362 


occus. 
265678347 
uence 
ceae; Cera 


ref|NR_029151.1 
320691 322234 
Bacillus. 
ref|NR_029052.1 

455417 456926 
caceae; Streptoc 
ref|NR_029025.1 

496622 498127 
e; Streptococcus 
ref|NR_029006.1 

525601 527141 
acillus. 
ref|NR_029002.1 


ref|NR_028999.1 
2 Caminibacter 
Caminibacter. 


4 Streptococcus 


ref|NR_028814.1 
801287 802838 
stridiales Famil 


ref 
cill 


NR_028789.1 
us uzenensis 


ref|NR_028771.1 

865186 866674 
mpylobacterales; 
ref|NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


, 


ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 

ref |NR_028666.1 
95 Streptococcus 


ref |NR_028665.1 

1021546 102306 
e; Streptococcus 
ref|NR_028664.1 
30 Streptococcus 


ref |NR_028649.1 
1046039 104752 
sibacillus. 


265678297 


occus. 


Bacillus 
Bacillus 


Streptococcus 
Streptococcus 
occus. 
Streptococcus 
Streptococcus 
Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Caminibacter profundus 


profundus Bacteria; 


ref|NR_028997.1| Subdoligranulum 
4 540811 Subdoligranulum variabile 
Subdoligranulum. 
ref |NR_028952.1| Oceanobacillus 
0 607435 Oceanobacillus picturae 
ref |NR_028943.1| Caminibacter 
619766 621178 Caminibacter 
Nautiliales; Nautiliaceae; Caminibacter. 
ref |NR_028873.1| Virgibacillus 
9 719581 Virgibacillus marismortui 
ref|NR_028865.1| Solibacillus 
730321 731827 Solibacillus 
bacillus. 
ref |NR_028833.1| Streptococcus sinensis 


sinensis Bacteria; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Geobacillus 
Geobacillus 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


ref |NR_028598.1 


Streptococcus pyogenes 


1116890 1118282 Streptococcus pyogenes Bacteria; 


290086 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


290086 Bacteria_16S 


dysgalactiae subs 


ria; 


1225560 1225463 1 


Firmicutes; 
1323795 1323698 1 


97 


n CCUG 42692 16S ribosomal RNA, partia 
Lactobacillales; 


97 


p- dysgalactiae strain ATCC 43078 16S 


Stre 


219878314 
1 sequence 
ptococcace 
228715345 
ribosomal 


ref 
as 
ae; 
ref 
RNA, 


gi 


gi 


NR_025453.1 
224170 122567 


NR_027517.1 
partial se 


Streptococcu 


q 


Streptococcus 
1 Streptococcus 
Ss. 
Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


290086 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


Streptococcus. 


1393385 1393280 1 


104 


gi|228716184 
1392046 13934 


ref 


NR_027548.1 


Mycoplasma crocodyli 


ribosomal RNA, partial sequence 


92 Mycoplasma crocodyli MP145 Bacteria; 


290086 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


290086 Bacteria_16S 


strain LTH 5753 1 


icutes; Mycoplasmataceae; Mycoplasma. 


1411407 14113101 


strain 108 16S ribosomal RNA, partial 
Bacteria; 


Firmicutes; 
1478394 1478297 1 


97 gi 


Lactobacillales; 
97 gi 


224581432 
sequence 

Streptoco 
219878440 
6S ribosomal RNA, partial sequence 1476987 14785 


ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_025579.1 
22 Lactobacillus 


Streptococcus 
6 Streptococcus 
coccus. 

Lactobacillus spicheri 
spicheri Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

290086 Bacteria_16S 1514543 1514446 1 97 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 1555516 1555419 1 97 gi| 219857209 |ref|NR_024837.1| Anoxybacillus 


ayderensis strain 
Bacteria; Firmicu 


290086 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


osomal RNA, partial sequence 
laceae; 


Bacillus. 


1585730 15872 


33 Bacillus humi 


AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
tes; Bacillales; Bacillaceae; Anoxybacillus. 
1587124 1587027 1 97 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 


Bacteria; Firmicutes; 


290086 Bacteria_16S 1610202 1610105 1 97 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

290086 Bacteria_16S 1614648 1614551 1 97 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
290086 Bacteria_16S 1635942 1635845 1 97 gi|219878453|ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

290086 Bacteria_16S 1638895 1638798 1 97 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 1686136 1686039 1 97 gi|219878418|ref|NR_025557.1| Bacillus aeolius 


strain 4-1 16S ri 


bosomal RNA, partial sequence 


1684753 16861 


55 Bacillus aeolius Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 1690687 1690590 1 97 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

290086 Bacteria_16S 1703118 1703021 1 97 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

290086 Bacteria_16S 1765480 1765383 1 97 gi|219878361|ref|NR_025500.1| Streptococcus 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

290086 Bacteria_16S 1790977 1790880 1 97 gi|219878342|ref|NR_025481.1]| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

290086 Bacteria_16S 1804748 1804651 1 97 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

290086 Bacteria_16S 1809374 1809278 1 97 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

290086 Bacteria_16S 1824717 1824620 1 97 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

290086 Bacteria_16S 1871850 1871753 1 97 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

290086 Bacteria_16S 1912716 1912619 1 97 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

290086 Bacteria_16S 1941693 1941596 1 97 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 1944833 1944736 1 97 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 


strain TMW 1.666 
Bacteria; Firmicu 


16S ribosomal RNA, 
tes; 


complete sequence 
Lactobacillales; Lactobacillaceae; 


1943398 1944958 Lactobacillus frumenti 
Lactobacillus. 


290086 Bacteria_16S 
strain LMG 17489 
Firmicutes; Bacillales; 
290086 Bacteria_16S 
strain m2661/98/1 
Firmicutes; Lactobacillales; 
290086 Bacteria_16S 1969154 1969057 1 
strain ET-5b 16S 
Firmicutes; Bacil 
290086 Bacteria_16S 
jannaschiana stra 
jannaschiana Bact 
290086 Bacteria_16S 2115735 2115638 1 
strain TF-9 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Planococcaceae; 
290086 Bacteria_16S 2120341 2120244 1 
strain HSL-3 16S ribosomal RNA, 
Firmicutes; Bacillales; Bacillaceae; 
290086 Bacteria_16S 2197509 2197412 1 
pantheris strain 
pantheris Bacteria; 
290086 Bacteria_16S 
strain ATCC 29178 
Firmicutes; Lactobacillales; 
290086 Bacteria_16S 2267543 2267446 1 
strain SK-1 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacillaceae; 
290086 Bacteria_16S 2312997 2312900 1 
subterraneus stra 
Bacteria; Firmicutes; 
290086 Bacteria_16S 
thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacter. 
290086 Bacteria_16S 
strain YKJ-10 16S 
Firmicutes; Bacillales; Bacillaceae; 
290086 Bacteria_16S 2441952 2441847 1 
paradoxus strain 
Bacteria; Proteob 
290086 Bacteria_16S 
dichotomicum stra 
dichotomicum Bacteria; Firmicutes; 
290086 Bacteria_16S 2466200 2466103 1 
strain CCUG 43179 16S ribosomal RNA, 
Bacteria; Firmicutes; Lactobacillales; 
290086 Bacteria_16S 2542650 2542553 2 
strain MHS-3 16S 


1946402 1946305 1 


Bacillaceae; 
1961566 1961469 1 


2013753 2013656 2 


Firmicutes; 
2259755 2259658 1 


Bacillales; 
2337079 2336975 1 


2382589 2382492 1 


2454156 2454059 1 


290086 Bacteria_16S 2618034 2617937 1 
selangorensis str 
selangorensis Bacteria; Firmicutes; 
290086 Bacteria_16S 2664931 2664834 1 
parasanguinis str 
parasanguinis ATCC 15912 Bacteria; 
290086 Bacteria_16S 2666493 2666396 1 
sanguinis strain 
sanguinis Bacteria; 
290086 Bacteria_16S 
manihotivorans st 
manihotivorans Bacteria; Firmicutes; 
290086 Bacteria_16S 2697891 2697794 1 
voinovskiensis st 
voinovskiensis Bacteria; Firmicutes; 
290086 Bacteria_16S 2699447 2699350 1 


Firmicutes; 
2674034 2673937 1 


MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Bacillus. 
290086 Bacteria_16S 2757966 2757869 1 


LMG 21017 16S ribosomal RNA, 
Lactobacillales; 


rain OND 32 16S ribosomal RNA, 


97 


16S ribosomal RNA, partial sequence 1945009 19464 
Bacillus. 


97 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


97 


ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 


98 


in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


97 
sequence 

Planococcus. 
97 


partial sequence 
Halobacillus. 


97 


97 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


97 
sequence 


Geobacillus. 


97 


in 34 16S ribosomal RNA, partial sequenc 
Bacillaceae; 


104 


n ALG 1 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Alphaproteobacter 


97 


ribosomal RNA, partial sequence 
Bacillus. 


104 


ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 


97 


in KCTC 3667 16S ribosomal RNA, partia 
Bacillales; 


97 


complete sequence 
Lactobacillaceae 


98 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


97 


ain LMG 17710 16S ribosomal RNA, parti 
Lactobacillales; 


97 


ain ATCC 15912 16S ribosomal RNA, part 
Firmicutes; 


97 


ATCC 10556 16S ribosomal RNA, partial 
Lactobacillales; 


97 


97 


rain TH13 16S ribosomal RNA, partial s 
Bacillales; 


97 
2698052 


97 


Vagococcu 


Incertae S 


complete 
Lactob 


Streptoc 


Geobacil 


Thermoac 


Lactobac 
Strept 
complet 


Lactobacillales; 


Bacill 


219878231|ref 


gi 


219878221 
19601 


gi ref 
Ss. 
gi| 219878216 
1967755 19691 
edis; Thermica 
219878187 |ref 
al sequenc 
ria; Rhodo 
gi| 219857658 
2114343 21158 


ref 


gi 


bact 
ref 


gi|219857655|ref 


2118933 21204 


219857601 
sequence 
acillaceae 
219857560 
22583 
occus. 

gi| 219857555 
2266147 22676 


ref 

2 
; La 
ref 


gi 
gi 
ref 


219857521 
e 23115 
lus. 
219857504 
nce 
Rhodob 


gi ref 


gi ref 


ia; acte 
gi|219857472 
2381197 23827 


ref 


219857426|ref 
ce 24405 
ales; Ecto 
219857417 
1 sequence 
tinomyceta 
219857406 
24647 
; Lactobac 
gi| 219857349 
2541332 25426 
yphomonada 
219857254 
al sequenc 
ctobacilla 
219857214 
ial sequen 
illales; §s 
219857213 
sequence 
ococcaceae 
219857207 
e sequence 
actobacill 
219857190 
equence 
aceae; Ano 
gi| 219857189 
2699555 Bacil 


gi 


thio 
gi ref 
ceae 
gi ref 
illu 
ref 


ceae 
gi ref 
La 
gi 


ceae 
ref 


trep 
gi ref 
; St 
gi ref 
L 
gi 


acea 
ref 


xyba 
ref 
lus 


67 1961603 Vagoc 


e 2012455 20138 


54 Halobacillus 


196082 2 


45 225988058 


80 2313074 Geobac 


2335756 23371 


72 2442029 Thioa 


2452794 24542 


63 2466330 Lacto 


e 2616635 26181 


ce 2663526 266503 


2665089 266654 


2672606 267416 


2696496 269800 


NR_025370.1 


NR_025360.1 
fe} 


NR_025355.1 


nus. 
NR_025326.1 
6 
erales; Hyph 
NR_025247.1 


NR_025244.1 


NR_025189.1 
19764 
ctobacillus. 
NR_025148.1 
trept 


NR_025143.1 


NR_025109.1 


NR_025092.1 
0 
rales; Rhodo 


NR_025060.1 


NR_025014.1 
1 
rhodospirace 
NR_025005.1 

6 
; Thermoflav 
NR_024994.1 
b 
Ss. 
NR_024937.1 
; Hyphomona 
NR_024885.1 

2 
; Paralactob 
NR_024842.1 


tococcaceae; 
NR_024841.1 


reptococcus. 
NR_024835.1 


e; Lactobaci 
NR_024818.1 


cillus. 
NR_024817.1 
asahii Bacte 


219857148 |ref 


gi 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Vagococcus fessus 
ccus fessus Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Lactobacillus 
0 Lactobacillus 


Streptococcus iniae 
ococcus iniae Bacteria; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Roseinatronobacter 
2 Roseinatronobacter 


bacteraceae; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 
Lactobacillus mucosae 
acillus mucosae 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Ss. 


Paralactobacillus 
9 Paralactobacillus 
acillus. 
Streptococcus 

8 Streptococcus 
Streptococcus. 
Streptococcus 

8 Streptococcus 


Lactobacillus 
4 Lactobacillus 
llus. 
Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


NR_024776.1 


Thermaerobacter 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 


nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


Incertae Sedis; 


290086 Bacteria_16S 
strain IFO15566 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacil 


290086 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


290086 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


phaeum strain PB 
Firmicutes; Clost 


290086 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


290086 Bacteria_16S 
n JCM1123 16S ribosomal RNA, partial s 
Lactobacillales; 


collinoides strai 
collinoides Bacte 


290086 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


290086 Bacteria_16S 
in DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


flavithermus stra 
flavithermus Bact 


290086 Bacteria_16S 


strain m1134/97/1 
Firmicutes; Lacto 


290086 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


290086 Bacteria_16S 
Spirillum 5175 16S ribosomal RNA, par 


deleyianum strain 


2873462 2873365 1 
lales; Bacillaceae; 
2881339 2881242 1 
lales; Bacillaceae; 
2884442 2884345 1 


ridia; 
2905536 2905439 1 
ria; Firmicutes; 
2946550 2946453 1 


ria; Firmicutes; 


2963077 2962980 1 


bacillales; 
2999694 2999597 1 


eria; Firmicutes; 


3070904 3070807 1 
bacillales; 
3075312 3075215 1 
3084565 3084468 1 


teria; 
re. 


Firmicutes; 


3138441 3138336 1 


97 


97 


S ribosomal RNA, partial sequence 
Bacillus. 


97 


97 


n 7p75a 16S ribosomal RNA, partial seq 
Clostridia; 


97 


97 


bosomal RNA, partial sequence 
Streptococcaceae; 


97 


97 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


97 


cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
290086 Bacteria_16S 


97 


ain L-64 16S ribosomal RNA, partial se 
Clostridia; 


104 


Clostridi 


Streptoc 


Bacillac 


Vagococcu 


gi|219856876 
2872057 28735 


gi| 219856871 
2879945 28814 
gi|219856869 


Thermoa 
gi 


na 
219856853 
uence 
ales; Clos 
219856826 
equence 
Lactobacillace 
gi| 219856815 
2961676 29631 
occus. 
219846924 
sequence 
eae; 
219846875 
30695 


gi 


gi 


gi 


s. 
219846872 
ence 30739 
ales; Rhod 
219846866 
quence 

naerobacte 


gi 


gi 
Thermoa 


219846830 
tial seque 


gi 


erobacte 


Anoxy. 


ref |NR_024695.1 


ref|NR_024690.1 


ref |NR_024688.1 
raceae; 
ref|NR_024672.1 

2904128 29056 
tridiales Famil 


ref|NR_024645.1 

2945130 294667 
ae; Lactobacill 
ref |NR_024634.1 
71 Streptococcus 


NR_026516.1 
1 


ref |NR_026467.1 
11 3070973 Vagoc 


ref|NR_026464.1 
12 3075441 Ferri 
ocyclaceae; Fer 
ref|NR_026458.1 

3083185 308466 
rales; Thermoan 


ref 
nce 


NR_026422.1 
313708 


1 
y 


u 


fe} 


b 
r 


a 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 
Thermace 


togenium. 
Thermaerobacter 

5 Thermaerobacter 
XVII. Incertae Sedis; 


Lactobacillus 
8 Lactobacillus 
Ss. 

Streptococcus porcinus 
porcinus Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 
Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Sulfurospirillum 
4 3138514 


Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Campy lobacteracea 


290086 Bacteria_16S 3159856 31597511 104 gi|219846816|ref|NR_026408.1 
arcachonense strain F1F6 16S ribosomal RNA, partial sequence 3158497 315992 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 

Sulfurospirillum. 

290086 Bacteria_16S 3217463 3217366 1 97 gi|219846776|ref|NR_026368.1 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Strept 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

290086 Bacteria_16S 3246374 3246277 1 97 gi| 219846757 |ref|NR_026349.1 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 32464 

Bacillales; Listeriaceae; Listeria. 

290086 Bacteria_16S 3361784 3361687 1 97 gi|219846676|ref|NR_026268.1 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 336190 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

290086 Bacteria_16S 3536977 3536880 1 97 gi| 219846552 |ref|NR_026144.1 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 35370 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 3546343 3546246 1 97 gi| 219846546 |ref|NR_026138.1 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 35464 

Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 3611863 3611766 1 97 gi|219846498|ref|NR_026090.1 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

290086 Bacteria_16S 3614893 3614796 1 97 gi|219846496|ref|NR_026088.1 


strain NCFB 2890 
Firmicutes; Lacto 


sporothermodurans 
sporothermodurans 


290086 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


F275 16S ribosoma 
Lactobacillales; 


bacillales; 
290086 Bacteria_16S 
strain M215 16S ribosomal RNA, partia 
Bacillales; 


tes; 
290086 Bacteria_16S 


e; Sulfurospirillum. 


3723881 3723784 1 


Bacteria; Firmicutes; 
3832083 3831986 1 


Clostridia; 
3862182 3862085 1 


1 RNA, partial sequence 
Lactobacillaceae; 


290086 Bacteria_16S 


3960686 3960589 1 


16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloioc 


97 


97 


in C94 16S ribosomal RNA, partial sequ 
Clostridiales; 


97 


97 


IAM 12464 16S ribosomal RNA, partial sequence 


Bacillales; 


Bacillaceae; 


Bacillus. 


3860745 3862279 Lacto 
Lactobacillus. 


occus. 
219846419 
1 sequence 
illaceae; 
219846341 
ence 38307 
coccaceae; 
219846321 


gi 


Bac 
gi 


Rumino 
gi 


baci 


09 Alloiococcus 


ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref|NR_025911.1 
llus reuteri 


gi| 219846252 


3959295 3960777 Bacillus firmus Bacteria; 


54 Bacillus cohnii Bacteria; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Streptococcus 
ococcus thoraltensis 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Marinococcus 
2 Marinococcus 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Planococcus citreus 
occus citreus Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Bacillus 
9 Bacillus 


Ruminococcus 
coccus flavefaciens 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


ref |NR_025842.1 


Bacillus firmus strain 
Firmicutes; 


290086 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


290086 Bacteria_16S 


R-7190 16S riboso: 
Bacillales; Bacil 


290086 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


290086 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


290086 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


290086 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


290086 Bacteria_16S 


marimammalium str 
marimammalium Bac 


290086 Bacteria_16S 


brennaborense str 
brennaborense Bac 


290086 Bacteria_16S 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


290086 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


290086 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


290086 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


290086 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


290086 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


290086 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


290086 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


290086 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


290086 Bacteria_16S 


strain 941 16S ri 


3994504 3994407 1 97 
ribosomal RNA, partial sequence 


gi 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4213060 4212963 1 97 
bosomal RNA, complete sequence 
lales; Bacillaceae; Geobacillus. 
4243314 42432171 97 gi 
ain M54/01/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; St 
36194 36090 1 104 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; S 
37677 37573 1 104 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


gi 


40592 40492 1 
F-2 16S ribosomal RNA, 
tes; Bacillales; Staphylococcus. 

57450 57350 1 100 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
153010 152910 1 100 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
180454 180354 1 100 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


100 gi 
complete seque 


234051 233947 1 104 gi 
n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


260078 259974 1 104 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


267573 267473 1 100 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
290220 290120 1 100 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
354150 354046 1 104 
bosomal RNA, partial sequence 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 


290086 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


290086 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


290086 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


290086 Bacteria_16S 


358492 358388 1 104 gi 
ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


453636 453536 1 100 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

455235 455135 1 100 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 
504187 504083 1 


gi 


gi 


104 gi 


219846229 


3993148 39945 


lales; Bacillaceae; Geobacillus. 

4041374 4041277 1 97 gi| 219846196 
mal RNA, partial sequence 4039998 4041459 Bacil 
laceae; Bacillus. 

4042832 4042735 1 97 gi|219846195 

ribosomal RNA, partial sequence 4041510 40429 
lales; Bacillaceae; Bacillus. 

4118266 4118169 1 97 gi| 219846139 
ibosomal RNA, partial sequence 4116858 41183 
bacillales; Streptococcaceae; Streptococcus. 

4133552 41334551 97 gi|219846125 


4132144 41336 


vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


ref|NR_025819.1| Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


ref 
lus 


NR_025786.1 
fordii Bacte 


ref|NR_025785.1| Bacillus farraginis 
25 Bacillus farraginis Bacteria; 


ref|NR_025729.1 
54 Streptococcus 


Streptococcus minor 
minor Bacteria; 


Halobacillus locisalis 
locisalis Bacteria; 


ref|NR_025715.1 
65 Halobacillus 


219846067|ref|NR_025657.1| Geobacillus lituanicus 
4211641 4213163 Geobacillus lituanicus Bacteria; 

219846040] ref |NR_025630.1| Streptococcus 

1 sequence 4241925 4243424 Streptococcus 

reptococcaceae; Streptococcus. 

265679040 |ref|NR_029348.1| Treponema 

equence 34837 36333 Treponema 

pirochaetaceae; Treponema. 

265679039|ref|NR_029347.1| Sulfitobacter 

ial sequence 36384 37736 Sulfitobacter 

ia; Rhodobacterales; Rhodobacteraceae; 

265679037|ref|NR_029345.1| Staphylococcus 

nce 39179 40723 Staphylococcus condimenti 

265679026 |ref|NR_029334.1| Thiocystis gelatinosa 

nce 56079 57529 Thiocystis gelatinosa 

ales; Chromatiaceae; Thiocystis. 

265678961|ref|NR_029269.1| Clostridium 

ce 151617 153137 Clostridium propionicum 

idiaceae; Clostridium. 

265678943 |ref|NR_029251.1| Methylococcus 

al sequence 179074 180523 Methylococcus 

ria; Methylococcales; Methylococcaceae; 

265678907 |ref|NR_029215.1]| Rhodobacter 

uence 232719 234184 Rhodobacter 

ia; Rhodobacterales; Rhodobacteraceae; 

265678889 |ref|NR_029197.1| Ruegeria 

tial sequence 258782 260120 Ruegeria 

acteria; Rhodobacterales; Rhodobacteraceae; 

265678882 |ref|NR_029188.1| Oxalobacter formigenes 
266185 267672 Oxalobacter formigenes Bacteria; 

alobacteraceae; Oxalobacter. 

265678867|ref|NR_029173.1| Bordetella holmesii 

288824 290348 Bordetella holmesii Bacteria; 

caligenaceae; Bordetella. 

265678821|ref|NR_029126.1| Rhodoplanes roseus 
352821 354233 Rhodoplanes roseus Bacteria; 

microbiaceae; Rhodoplanes. 

265678816 |ref|NR_029121.1]| Loktanella 

partial sequence 357208 358614 Loktanella 

eria; Rhodobacterales; Rhodobacteraceae; 

265678752 |ref|NR_029057.1| Macrococcus lamae 
452220 453768 Macrococcus lamae Bacteria; 

265678751|ref|NR_029056.1| Macrococcus hajekii 
453819 455366 Macrococcus hajekii Bacteria; 

265678716|ref|NR_029021.1]| Loktanella 


502862 504310 Loktanella 


290086 Bacteria_16S 


nepalensis strain 
Firmicutes; 


Bacteria; 


290086 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 


Jannaschia. 


290086 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; 


290086 Bacteria_16S 


strain WoG13 16S 


Firmicutes; 


Clostridia; 


290086 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacteria; 


290086 Bacteria_16S 


strain 19 16S rib 


Firmicutes; 


Clostridia; 


290086 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


290086 Bacteria_16S 


nubinhibens strai 
Proteob 


Bacteria; 


290086 Bacteria_16S 


strain DSS-3 16S 


290086 Bacteria_16S 


Sapovorans strain 
Firmicutes; 


Bacteria; 


290086 Bacteria_16S 


succinus subsp. 


542253 542153 1 


CW1l 16S ribosomal RNA, partial sequen 
Bacillales; 


572781 572677 1 


rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


598238 598138 1 


bosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chro 


666661 666561 1 


ribosomal RNA, partial sequence 


Clostridiales; 
733269 733169 1 


1 RNA, partial sequence 
Chromatiales; 


846949 846849 1 


osomal RNA, partial sequence 


Clostridiales; 
857375 857275 1 


ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; 


929218 929114 1 


n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


930701 930597 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


994030 993930 1 


OM 16S ribosomal RNA, 
Clostridia; 


1019802 1019702 1 


succinus strain AMG-D1 16S ribosomal RN. 


Staphylococcus succinus subsp. 
290086 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; 


290086 Bacteria_16S 


DSM 1552 16S ribo 


Firmicutes; 


290086 Bacteria_16S 


13501 16S ribosomal RNA, 
Proteobacteria; 


290086 Bacteria_16S 


DSM 14365 16S rib 
Proteob 


Bacteria; 


290086 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; 


290086 


1146985 1146885 1 


ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Ox 


1166677 1166577 1 


1193850 1193750 1 


1210607 1210507 1 


osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 


1267823 1267723 1 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Ox 


1294876 1294776 1 


Chromatiaceae; 


complete sequence 
Betaproteobacteria; Burkholderiales; Al 


subsp. 
subsp. 
290086 
subsp. 
subsp. 
290086 


Bacteria_16S 


equorum strain PA 231 16S ribosomal RNA, partial 
Bacillales; 


equorum Bacteria; 
Bacteria_16S 


Bacteria_16S 


subsp. 


Bacteria; 


Bacteria; 


urealyticu 
capitis subsp. ur 
290086 Bacteria_16S 
carnosus subsp. 
carnosus subsp. 
290086 Bacteria_16S 
Och 149 16S ribos 


Firmicutes; 


1316058 1315958 1 
subtilis strain DSM 10 16S ribosomal RNA, partia 
subtilis Bacteria; 


1363283 1363179 1 
n 307 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobacterales; 
1370885 1370781 1 
6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; Rhodobacterales; 
1434446 1434346 1 


Firmicutes; 
1320713 1320613 1 


Bacillales; 


100 gi 


100 gi 


complete sequence 
Clostridiales; 


100 gi 


succinus Bacteria; 


100 gi 


100 gi 


100 gi 
100 gi 
100 gi 
100 gi 
100 gi 


100 gi 


265678691 


665236 66673 
Syntrophomonadaceae; 


253680759 
1145612 11470 
alobacteraceae 
228720470 
somal RNA, partial sequence 1165300 1166687 Clostridi 
Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
228715722 
1192457 1193978 Bordetell 
caligenaceae; 

228715350 
1209193 12106 
ales; 
219846423 
1266430 12679 
alobacteraceae 


228715348 
sequence 

Staphylococcus. 

228716557 
1 sequence 
Bacillaceae; 
228715347 


ref 


ce 540862 542331 Staphy 
Staphylococcus. 
104 gi|265678671|ref|NR_028976.1 
sequence 571472 572837 
teria; Rhodobacterales; Rh 
100 gi|265678654|ref|NR_028959.1 
596871 59824 

matiaceae; Thiobaca. 

100 gi| 265678605 |ref|NR_028910.1 


ref 


100 gi| 265678482 |ref|NR_028785.1 
845553 84708 
Clostridiaceae; Clostridium. 

100 gi|265678474|ref|NR_028777.1 

sequence 855982 857475 
Firmicutes; Lactobacillales; Leuconostoc. 

104 gi|265678426|ref|NR_028728.1 
nce 927903 929320 Roseov 
terales; Rhodobacteraceae; 

104 gi| 265678425 |ref|NR_028727.1 

929371 93083 
hodobacteraceae; Ruegeria. 

100 gi| 265678382 |ref|NR_028684.1 


99261 
ref 
complete se 


Firmicutes; 
ref 


ref 


ref 


ref 


Nannocys 


ref 


ref 


ref 


Bacill 
ref 


4 994134 Syntro 
Syntrophomonadaceae; 
265678365 
A, 


1293463 129495 


1314657 131617 


Firmicutes; 


s strain MAW 8436 16S ribosomal RNA, partial sequenc 
ealyticus Bacteria; Firmicutes; Bacillales; 
1322255 1322155 1 
carnosus strain 361 16S ribosomal RNA, 
carnosus Bacteria; 
1352815 13527111 

omal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteracea 
290086 Bacteria_16S 
antarcticus strai 
Proteob 
290086 Bacteria_16S 
strain HTCC2516 1 
Proteob 
290086 Bacteria_16S 


100 


104 


104 


104 


100 


strain GD521 16S ribosomal RNA, partial sequence 
Staphylococcus. 


Firmicutes; 


Bacillales; 


Bacillales; 


1351515 1352883 Roseobact 


Staphylo 
228715346|ref 
partial sequen 
Staphyloco 
228720499 |ref 


gi 


gi 


228719132 
13619 
Rhodo 
228718299 |ref 


gi ref 


gi 


Rhodo 


76 1363364 Octade 


NR_028996.1 


NR_028864.1 
rosea Bacte 


Syntrophomo 
NR_028667.1 
quence 
Bacillales; 
NR_028007.1 


; Collimonas 
NR_027592.1 


NR_027537.1 
a hinzii LMG 
Bordetella. 
NR_027522.1 


tineae; Hali 
NR_026014.1 


; Massilia. 
NR_027520.1 


NR_027552.1 


us. 
NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
ccus. 
NR_027593.1 
er litoralis 
e; Roseobact 
NR_027580.1 


bacteraceae; 
NR_027572.1 


bacteraceae; 


gi| 224581433 |ref 


Staphylococcus 
lococcus nepalensis 


Jannaschia 
Jannaschia 


odobacteraceae; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 
Pelospora. 
265678560 
731878 733268 Thiocapsa 
Thiocapsa. 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Leuconostoc 
Leuconostoc 


Roseovarius 
arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Staphylococcus 

1018386 1019933 
Staphylococcus. 

Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Clostridium spiroforme 


um spiroforme DSM 1552 Bacteria; 


Bordetella hinzii LMG 
13501 Bacteria; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Massilia timonae 


23 Massilia timonae Bacteria; 


Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus subtilis 
3 Bacillus subtilis 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 


NR_027215.1 


Staphylococcus felis 


1433051 1434525 Staphylococcus felis Bacteria; 


290086 Bacteria_16S 


1445206 1445102 1 


104 gi 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; 


Thalassobacter. 


224581424 
sequence 


290086 Bacteria_16S 1479967 1479867 1 100 gi| 219878381 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, 

subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 
290086 Bacteria_16S 1549549 1549449 1 100 gi| 219857245 


strain B8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 


290086 Bacteria_16S 


strain B6 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 


290086 Bacteria_16S 


1551015 1550915 1 


1611617 1611513 1 


100 gi 


104 gi 


1548180 1549595 Aquabacterium 


219857244 


1549646 1551061 Aquabacterium 


219878469 


antarcticus strain EL-88 16S ribosomal RNA, partial sequence 


antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseisalinus. 
290086 Bacteria_16S 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 
290086 Bacteria_16S 
strain CMS 38 16S 


290086 Bacteria_16S 
strain R-8904 16S 


290086 Bacteria_16S 


sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 
sulfidifaciens Bacteria; 


290086 Bacteria_16S 
norvegicum strain 


Desulfomicrobium. 
290086 Bacteria_16S 
strain DSM 11334 


290086 Bacteria_16S 
strain DSM 12838 


290086 Bacteria_16S 


strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


290086 Bacteria_16S 


macestii strain M-9 16S ribosomal RNA, partial sequence 


Bacteria; 
290086 Bacteria_16S 


strain DSM 169 16S ribosomal RNA, partial sequence 


1613097 1612993 1 


1643469 1643369 1 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


1712147 1712043 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


1855106 1855006 1 


Firmicutes; 
1894980 1894880 1 


1898101 1898001 1 


1934203 1934103 1 


1947892 1947792 1 


1978176 1978076 1 


2030145 2030045 1 


104 gi 


100 gi 


104 gi 


100 gi 


Lactobacillales; Aer 


100 gi 


100 gi 


100 gi 
100 gi 
100 gi 


100 gi 


219878468 


219878448 


1642082 16435 


219878400 


1710844 17122 


219878298 


219878268 


DSM 1741 16S ribosomal RNA, partial sequence 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; 


219878265 


16S ribosomal RNA, partial sequence 1896710 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


219878230 


219878210 


219878176 


2028754 20301 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


290086 Bacteria_16S 
defragrans strain 
Bacteria; 
290086 Bacteria_16S 
strain IH003 16S 
Firmicutes; 
290086 Bacteria_16S 


strain NRRL B-23154 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
290086 Bacteria_16S 


strain DSM5578 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 
290086 Bacteria_16S 


strain IH25 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 
290086 Bacteria_16S 
strain ATCC 19624 


290086 Bacteria_16S 
subsp. spizizenii 


2074602 2074502 1 


2177837 2177737 1 


ribosomal RNA, partial sequence 
Lactobacillales; 


Leuconostoc. 
2285920 2285820 1 


Bacillaceae; 
2419308 2419208 1 


Leuconostoc. 
2420863 2420763 1 


Leuconostoc. 
2547219 2547119 1 


2551783 2551683 1 


100 gi 


100 gi 


100 gi 


Bacillus. 


100 gi 


100 gi 


100 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


100 gi 


strain NRRL B-23049 16S ribosomal RNA, 


subtilis subsp. spizizenii Bacteria; Firmicutes; Bacill 


290086 Bacteria_16S 


methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 


2573249 2573149 1 


100 gi 


219878141 


54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castel 
Proteobacteria; Betaproteobacteria; Burkholde 


riales; 
219857615 


2176454 21779 


219857542 


219857447 


2417916 24194 


219857446 


2419471 24209 


219857346 


219857343 
partial 
ales; 


219857286 


Rhodobacterales; 


sequence 
Rhodobacterales; 


ococcaceae; 


Desulfovibrionales; 


1976773 1978275 Desulf 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


Alcaligenaceae; Ca 


2284530 2285939 Bacill 


2545837 2547323 Hylemo 
mamonadaceae; 


Bacillaceae; 


ref|NR_027205.1 


ref|NR_025520.1 


ref|NR_024875.1 


ref |NR_024874.1 


ref|NR_025608.1 


ref|NR_025607.1 


ref|NR_025587.1 


ref|NR_025539.1 


ref |NR_025437.1 


185372 


NR_025407.1 
1893578 189509 


ref|NR_025404.1 
Bordetella. 
ref |NR_025378.1 
Des 
ref|NR_025369.1 
Bordetella. 
ref |NR_025349.1 
Desulfomicrobi 
ref|NR_025315.1 


Chromatium. 
ref |NR_025280.1 


ref |NR_025204.1 


ref |NR_025130.1 


ref|NR_025035.1 


ref |NR_025034.1 


ref |NR_024934.1 
Hylemonella. 
ref |NR_024931.1 
sequence 255039 
Bacillu 


Globicatella. 


Thalassobacter 


1443876 1445340 Thalassobacter 
Rhodobacterales; Rhodobacteraceae; 


Staphylococcus sciuri 


complete sequence 1478573 1480100 Staphylococcus sciuri 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Roseisalinus 


1610323 1611743 Roseisalinus 
Rhodobacteraceae; 


Loktanella 


1611794 1613208 Loktanella 
Rhodobacteraceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
Pseudomonas. 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 
Loktanella. 


Globicatella 
6 1855215 Globicatella 


Desulfomicrobium 
4 Desulfomicrobium 


Desulfomicrobiaceae; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 
caligenaceae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 


ulfomicrobium. 
Bordetella petrii 


20 Bordetella petrii Bacteria; 
caligenaceae; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Chromatium okenii 


44 Chromatium okenii Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 
Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 


ref |NR_024917.1 
2571864 257337 


Clostridium 
7 Clostridium 


methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


290086 Bacteria_16S 


290086 Bacteria_16S 
strain BS5-8 16S 


290086 Bacteria_16S 
6a3 16S ribosomal 
Betaproteobacteria; 
290086 Bacteria_16S 


kitasatonis Bacteria; 
290086 Bacteria_16S 
strain SHK-1 16S 


290086 Bacteria_16S 
strain SIR-1 16S 


290086 Bacteria_16S 
Bacteria; 
290086 Bacteria_16S 
290086 Bacteria_16S 


Firmicutes; 
290086 Bacteria_16S 


Firmicutes; 
290086 Bacteria_16S 


Firmicutes; 
290086 Bacteria_16S 


vitulinus Bacteria; 
290086 Bacteria_16S 


pasteuri strain ATCC51129 


pasteuri Bacteria; 
290086 Bacteria_16S 


lugdunensis strain ATCC 4 


lugdunensis Bacteria; 
290086 Bacteria_16S 
strain ATCC 43959 
Bacteria; Firmicutes; 
290086 Bacteria_16S 


delphini strain ATCC 4917 


delphini Bacteria; 
290086 Bacteria_16S 
strain ATCC 35538 16S 
Bacteria; Firmicutes; 
290086 Bacteria_16S 


arlettae Bacteria; 
290086 Bacteria_16S 


strain GraMall 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
104 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; 


290086 Bacteria_16S 


Sulfitobacter. 
290086 Bacteria_16S 
pontiacus ChLG-10 
Bacteria; 
290086 Bacteria_16S 


Antarctobacter. 
290086 Bacteria_16S 


RNA, partial sequence 
Rhodocyclales; 


Firmicutes; 


Firmicutes; 


16S rib 


Firmicutes; 


Firmicutes; 


2614880 2614776 1 


2650107 2650007 1 


2651610 2651510 1 


2705528 2705428 1 
Firmicutes; 
2714425 27143211 
2731254 27311501 


2836379 2836279 1 


2850143 2850043 1 


Proteobacteria; 
2871883 2871783 1 


Bacillaceae; Bacillus. 
2876625 2876525 1 


Bacillaceae; Bacillus. 
2882890 2882790 1 


Bacillaceae; Bacillus. 
2908608 2908508 1 


Bacillales; 
2910154 2910054 1 


Bacillales; 
2911698 2911598 1 


Firmicutes; Bacillales; 
2913240 2913140 1 


Bacillales; 
2914784 2914684 1 


Bacillales; 
2916327 2916227 1 


Bacillales; 
2917869 2917769 1 


Bacillales; 
3052813 3052709 1 


3063486 3063382 1 


3144467 3144363 1 


3162795 3162691 1 


3164258 3164154 1 


104 
strain CVL 16S ribosomal RNA, partial sequence 

Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
100 
ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 
100 
2650247 2651682 Azospira 
Rhodocyclaceae; Azospira. 
100 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 
Lactobacillales; 
104 

ribosomal RNA, partial sequence 

Proteobacteria; Deltaproteobacteria; Myxococcales; 
104 

ribosomal RNA, partial sequence 

Proteobacteria; Deltaproteobacteria; Myxococcales; 
100 

kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 


Betaproteobacteria; 
100 
strain DSM11031 16S ribosomal RNA, partial sequence 
Bacillales; 
100 
strain IFO15718 16S ribosomal RNA, partial sequence 
Bacillales; 
100 
strain JCM9070 16S ribosomal RNA, partial sequence 
Bacillales; 
100 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 
Staphylococcus 
100 
16S ribosomal RNA, partial sequence 
Staphylococcus. 
100 
3809 16S ribosomal RNA, partial 
Staphylococcus. 
100 
osomal RNA, partial sequence 
Staphylococcus. 
100 
1 16S ribosomal RNA, partial sequence 
Staphylococcus 
100 
ribosomal RNA, partial sequence 
Staphylococcus. 
100 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 
Staphylococcus. 
104 
complete sequence 3051418 30529 


104 
16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
104 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; 


104 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 


gi| 219857256 


2613469 2615009 Desulfovibrio 
Desulfovibrionaceae; Desulfovibrio. 


gi] 219857225 


Desulfovibrio senezii 
senezii Bacteria; 


ref |NR_024887.1 


ref|NR_024853.1| Azonexus fungiphilus 


2648722 2650196 Azonexus fungiphilus Bacteria; 


gi|219857224 


gi| 219857185 


Lactobacillaceae; 


gi| 219857179 
2713036 27145 
Enhygromyxa. 
gi| 219857167 
2729867 27313 


Nannocystineae; Nannocystaceae; 


gi| 219856900 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
100 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 
saccharophila Bacteria; 


gi| 219856891 
gi|219856877 
2870477 28720 


gi|219856874 
2875223 28767 


gi|219856870 
2881499 28830 


gi| 219856851 
gi| 219856850 
gi|219856849 


sequence 


gi| 219856848 
29118 


gi|219856847 
gi| 219856846 
29149 


gi| 219856845 


gi|219846887 


Pelobact 
gi| 219846880 


Rhod 


gi| 219846826 
31431 


gi|219846814 


Rhodo 


gi| 219846813 


Burkholderiales; 


ref|NR_024852.1| Azospira oryzae strain 


oryzae Bacteria; Proteobacteria; 


ref|NR_024813.1| Lactobacillus 
2704122 2705627 Lactobacillus 

Lactobacillus. 

ref|NR_024807.1| Enhygromyxa salina 

15 Enhygromyxa salina Bacteria; 


ref|NR_024795.1 
50 Plesiocystis 


Plesiocystis pacifica 
pacifica Bacteria; 
Plesiocystis. 
ref|NR_024721.1| Burkholderia 
92 2836452 Burkholderia kururiensis 
Burkholderia. 
ref|NR_024710.1] Pelomonas 

2848765 2850266 Pelomonas 
Comamonadaceae; Pelomonas. 
ref|NR_024696.1| Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref|NR_024670.1| Staphylococcus 
2907194 2908690 Staphylococcus 


ref|NR_024669.1| Staphylococcus 
2908741 2910234 Staphylococcus 


ref|NR_024668.1| Staphylococcus 
2910285 2911776 Staphylococcus 


ref|NR_024667.1| Staphylococcus kloosii 
27 2913320 Staphylococcus kloosii 


ref|NR_024666.1| Staphylococcus 
2913371 2914863 Staphylococcus 


ref|NR_024665.1| Staphylococcus 
14 2916405 Staphylococcus caprae 


caprae 


ref|NR_024664.1| Staphylococcus 
2916456 2917949 Staphylococcus 


ref|NR_026479.1| Malonomonas rubra 
42 Malonomonas rubra Bacteria; 
eraceae; Malonomonas. 

NR_026472.1| Sulfitobacter 
3062186 3063600 Sulfitobacter 
obacterales; Rhodobacteraceae; 


ref|NR_026418.1| Sulfitobacter 
69 3144565 Sulfitobacter pontiacus 
hodobacteraceae; Sulfitobacter. 
ref|NR_026406.1] Antarctobacter 
161511 3162910 Antarctobacter 
bacterales; Rhodobacteraceae; 


w 


31629 


ref|NR_026405.1| Roseovarius tolerans 
61 3164378 Roseovarius tolerans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 


290086 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


290086 Bacteria_16S 


agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 
290086 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


290086 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


290086 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


290086 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


290086 Bacteria_16S 


Proteobacteria; B 


290086 Bacteria_16S 


Firmicutes; Clost 


290086 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


290086 Bacteria_16S 


lentocellum strai 


Bacteria; Firmicu 


290086 Bacteria_16S 


arcticus strain 2 


Bacteria; Proteob 


290086 Bacteria_16S 


apsheronum strain 


Bacteria; Proteob 


290086 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


290086 Bacteria_16S 


strain AW 25 16S 


Firmicutes; Bacil 


3222023 3221923 1 100 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3223542 3223442 1 100 gi 
train Wlr3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobac 


3235637 3235537 1 100 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3270266 3270166 1 100 gi 
ribosomal RNA, complete sequence 


219846773 
ence 32206 
riales; 
219846772 
sequence 

teria; Bur 


219846764 
ence 32342 
phomonadac 
219846741 


3268876 32703 


Ox 


ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref |NR_026364.1 

3222170 322363 
kholderiales; Ox 


ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026333.1 


etaproteobacteria; Burkholderiales; Leptothrix. 
3315961 3315857 1 104 gi|219846710|ref|NR_026302.1 
ribosomal RNA, partial sequence 3314589 33160 
rochaetales; Spirochaetaceae; Spirochaeta. 
3319005 3318901 1 104 gi|219846708|ref|NR_026300.1 
ribosomal RNA, partial sequence 3317638 33191 
rochaetales; Spirochaetaceae; Spirochaeta. 
3350903 3350803 1 100 gi|219846684|ref|NR_026276.1 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 33510 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas 
3526283 3526183 1 100 gi| 219846559 |ref|NR_026151.1 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 35264 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
3590487 3590387 1 100 gi|219846516|ref|NR_026108.1 
ribosomal RNA, partial sequence 3589120 35906 
etaproteobacteria; Burkholderiales; Ideonella. 
3598147 3598047 1 100 gi|219846509|ref|NR_026101.1 
n RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostr 
tes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticu 
3683169 3683065 1 104 gi|219846449|ref|NR_026040.1 
38 16S ribosomal RNA, partial sequence 3681864 3683252 Octade 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
3699771 3699671 1 100 gi| 219846437 |ref|NR_026028.1 
1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulf 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobi 
3768338 3768238 1 100 gi| 219846386 |ref|NR_025977.1 
SEBR 2840 16S ribosomal RNA, partial sequence 3766971 376838 
ia; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
3845621 3845521 1 100 gi|219846332|ref|NR_025922.1 
ribosomal RNA, partial sequence 3844228 38456 
lales; Staphylococcus. 
3854635 3854535 1 100 gi|219846326|ref|NR_025916.1 


290086 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


290086 Bacteria_16S 


strain ATH 2.2.1 


Proteobacteria; B 


290086 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


290086 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


290086 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


290086 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; B 


290086 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


290086 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


290086 Bacteria_16S 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3962199 3962099 1 100 gi 


etaproteobacteria; Burkholderiales; Ru 
3974058 3973958 1 100 gi 


etaproteobacteria; Burkholderiales; Ox 
4060844 4060744 1 100 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
4086751 4086651 1 100 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
4176711 41766111 


Syntrophomonadac 
100 gi 


etaproteobacteria; Burkholderiales; Al 
4178196 4178096 1 100 gi 
LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 
4190441 41903411 100 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 


125736 125637 1 99 gi 


3853246 38547 


ptothrix. 
219846251 


16S ribosomal RNA, partial sequence 3960828 39622 


brivivax. 
219846243 


16S ribosomal RNA, partial sequence 3972687 39741 


alobactera 
219846180 
al sequenc 
ria; Burkh 
219846162 


4085324 40868 


eae; Syntr 
219846096 


6S ribosomal RNA, partial sequence 4175338 41767 


caligenace 
219846095 
quence 
Burkholde 
219846083 
1 sequence 
bacteria; 


265678979 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 


ref |NR_025841.1 


ref |NR_025833.1 


ceae; Duganella 
ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025752.1 


ophomonas. 
ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref |NR_025673.1 
189049 419056 
Burkholderiales; 


rs 


ref|NR_029287.1 
124349 125867 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 

Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium 
idium lentocellum 
m. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Achromobacter spanius 
Spanius Bacteria; 
ay 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Nitrospira 
Nitrospira 


290086 Bacteria_16S 
n E1L3A 16S ribosomal RNA, 
ria; 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


290086 Bacteria_16S 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


290086 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


facile subsp. ure 
Hyphomicrobium. 


290086 Bacteria_16S 
RS-1 16S ribosomal RNA, 
acteria; Deltaproteobacteria; Desulfov 
290086 Bacteria_16S 
in USAM 3C 16S ribosomal RNA, partial 
eria; 


magneticus strain 
Bacteria; Proteob 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


290086 Bacteria_16S 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; 


1140943 1140844 3 
Proteobacteria; 


1309917 1309818 1 


1311390 1311291 1 


1369388 1369289 1 


1429826 1429723 1 
Proteobacteria; 


1954000 1953897 3 


Corynebacteriaceae; Corynebacterium. 


290086 Bacteria_16S 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Act 


2031554 2031451 3 


Corynebacteriaceae; Corynebacterium. 


290086 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


strain 63287 16S 


Bacteria; 


strain HN3-7 16S 


Deinococcus-Thermus; 
290086 Bacteria_16S 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 
sulfodismutans Bacteria; 


Desulfovibrio. 


290086 Bacteria_16S 
denitrificans strain DSM 1869 16S ribosomal RNA, partial 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 


290086 Bacteria_16S 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


290086 Bacteria_16S 


strain BN 126 16S 


strain SGT-39 16S 


Sphingomonas. 


290086 Bacteria_16S 
radiotolerans strain P 1 16S ribosomal RNA, 


2045451 2045348 1 


2300793 2300694 1 


2607132 2607033 1 


2837906 2837809 1 


Firmicutes; 
3020846 3020743 3 


Deinococci; 
3051273 30511741 


Proteobacteria; 


3125069 31249701 


3149005 3148902 3 


3941390 3941307 1 


4069945 4069842 3 


68021 67923 1 


263000 262898 1 


radiotolerans Bacteria; Actinobacteria; 


Rubrobacteraceae; 


Rubrobacter. 
290086 Bacteria_16S 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 


593754 593656 1 


100 
complete sequence 
Gammaproteobacteria; 


99 


99 


99 
complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 


10 


Gammaproteobacteria; 


10 


10 


10 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
290086 Bacteria_16S 


98 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
290086 Bacteria_16S 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 


99 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
290086 Bacteria_16S 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 
acidipiscis Bacteria; 
290086 Bacteria_16S 


97 


Lactobacillales; 


10 


ribosomal RNA, partial sequence 
Thermales; 


The 
99 


Deltap 


99 


10 


83 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
290086 Bacteria_16S 


10 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; 
290086 Bacteria_16S 
asaccharolytica strain Y-345 16S ribosomal RNA, partial 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 


98 


10 
com 
Rubroba 


98 


Bacteria; Proteobacteria; Alphaproteobacteria; 


gi| 253680763 


gi|228721488 


gi| 228721487 


gi|228718692 


224581439 
sequence 


2 gi 
4 gi| 219878226 
219878175 


4 gi 


219878165 
20440 


2 gi 
gi|219857530 
2299447 23008 


219857264 
26057 


gi 


gi|219856899 
Lactobacillace 
4 gi| 219846910 
3019481 30209 
rmaceae; Thermus. 
gi|219846888 
roteobacteria; Des 
219846839 


sequence 
Rhiz 


gi 


219846823 
31476 
Cory 


4 gi 


gi|219846265 
3940082 39414 
A 
4 gi|219846173 
4068567 40700 


265679019 
sequence 
Sp 


gi 


2 gi| 265678885 
plete sequence 
cteridae; 


gi| 265678657 


Salinisphaerales; 


rtial sequence 
roteobacteria; 


partial sequence 


aproteobacteria; 


ibrionales; 


Xanthomonadales; 


Actinomycetales; 


inomycetales; 


; Rubrobacterales; 


ref|NR_028011.1| Salinisphaera 
1139586 1141025 Salinisphaera 
Salinisphaeraceae; 
ref|NR_027611.1| Hyphomicrobium facile 
1308596 1310018 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; 


ref|NR_027610.1| Hyphomicrobium facile 
1310069 1311491 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; 
ref|NR_027575.1| Desulfovibrio 
Desulfovibrionaceae; Desulfovibrio. 
ref|NR_027221.1] Lysobacter 
1428427 1429921 Lysobacter 
Xanthomonadaceae; 


ref|NR_025365.1| Corynebacterium 
1952641 1954047 Corynebacterium 
Corynebacterineae; 


NR_025314.1| Corynebacterium 
2030195 2031630 Corynebacterium 
Corynebacterineae; 


ref|NR_025304.1| Luteimonas mephitis 
53 2045572 Luteimonas mephitis Bacteria; 
Luteimonas. 
ref|NR_025118.1| Bosea massiliensis 
77 Bosea massiliensis Bacteria; 
Bosea. 
ref|NR_024895.1| Desulfovibrio 
22 2607261 Desulfovibrio burkinensis 
; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_024718.1| Lactobacillus 

2836503 2837908 Lactobacillus 
ae; Lactobacillus. 
ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 


NR_026480.1| Desulfovibrio 
3049889 3051367 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 


ref|NR_026431.1| Hyphomicrobium 
3123738 3125183 Hyphomicrobium 


obiales; Hyphomicrobiaceae; 
ref|NR_026415.1| Corynebacterium 
42 3149116 Corynebacterium falsenii 
nebacterineae; Corynebacteriaceae; 
ref|NR_025855.1| Rhodobium marinum 
71 Afifella marina Bacteria; 
fifella. 
ref|NR_025763.1| Aquicella lusitana 
48 Aquicella lusitana Bacteria; 
Aquicella. 
ref |NR_029327.1| Sphingomonas 
66694 68135 Sphingomonas 
hingomonadales; Sphingomonadaceae; 
ref|NR_029191.1] Rubrobacter 
261591 263140 Rubrobacter 


Rubrobacterineae; 


59240 
Sphingomonadales; 


ref |NR_028962.1| Novosphingobium 
8 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 


290086 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


290086 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


290086 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


290086 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


290086 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 


Gluconacetobacter. 
290086 Bacteria_16S 


strain W1-2B 16S 
Proteobacteria; A 


290086 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


290086 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


290086 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


290086 Bacteria_16S 


1279 16S ribosoma 
Deinococcus-Therm 


290086 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


290086 Bacteria_16S 


diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 


290086 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


290086 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


290086 Bacteria_16S 


strain SO2 16S ri 
Proteobacteria; A 


290086 Bacteria_16S 


strain USDA 9030 
Proteobacteria; A 


290086 Bacteria_16S 


strain T4 16S rib 
Proteobacteria; A 


290086 Bacteria_16S 


strain DSM 5901 1 
Proteobacteria; A 


290086 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


290086 Bacteria_16S 


strain LMG 1746 1 
Proteobacteria; A 


290086 Bacteria_16S 


strain LMG 1625 1 
Proteobacteria; A 


290086 Bacteria_16S 


strain vc 5 16S r 
Proteobacteria; A 


290086 Bacteria_16S 


strain MCS 25 16S 
Proteobacteria; A 


650182 650084 1 98 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
668136 668038 1 98 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
698421 698323 1 98 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
788842 788737 1 102 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
872645 872547 1 98 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


1070031 1069933 1 98 

ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1080368 1080270 1 98 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

1094093 1093995 1 98 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


1095534 1095436 1 98 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1159008 1158906 4 104 gi 

1 RNA, partial sequence 
us; Deinococci; Thermales; 
1178775 1178673 3 
osomal RNA, partial sequence 
aetes; 


Thermaceae; 
104 gi 


1354284 1354186 1 98 gi 
rain PAl 5 16S ribosomal RNA, partial 

1 5 Bacteria; Proteobacteria; Alphapro 
1406898 1406800 1 98 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1437517 1437419 4 100 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1487563 1487465 1 98 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1504028 1503930 1 98 gi 


lphaproteobacteria; Rhizobiales; Rhizo 
1629758 1629660 1 98 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Beije 
1648040 1647942 1 98 gi 


lphaproteobacteria; Rhodospirillales; 
1649537 1649439 1 98 gi 


ia; Rhodospirillales; Acetobacteraceae 
1750249 1750151 1 98 gi 


lphaproteobacteria; Rhodospirillales; 
1751741 1751643 1 98 gi 


lphaproteobacteria; Rhodospirillales; 
1846055 1845957 1 98 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2018174 2018076 1 98 gi 
ribosomal RNA, partial sequence 

lphaproteobacteria; Rhodobacterales; 


265678618 
e 64884 
les; Beije 
265678604 
nce 66678 
rillales; 

265678584 
nce 69711 
terales; C 
265678520 


787469 78896 


ciricketts 
265678464 
sequence 
ria; Rhodo 


265678331 


1068707 10701 


aulobacter 
265678323 


1079018 10804 


Acetobacte 
265678314 
quence 
eria; Rhod 
265678313 
10942 
rillales; 
228721491 


1157686 1159115 Meiot 
Meiothermus. 


228718030 


1177428 11788 
Spirochaetales; Brachyspiraceae; 


; Brachysp 
228720330 
sequence 

teobacteri 


219857143 
quence 
eria; Rhod 
224581430 
e 14361 
hermaceae; 
219857235 


1486230 14876 


biaceae; R 
219846475 


16S ribosomal RNA, partial sequence 1502684 15041 


biaceae; R 
219878457 


1628419 16298 


rinckiacea 
219878444 


6S ribosomal RNA, partial sequence 1646706 16481 


Acetobacte 
219878443 


somal RNA, partial sequence 1648203 1649649 Stell 


; Stella. 
219878374 


6S ribosomal RNA, partial sequence 1748919 17503 


Acetobacte 
219878373 


6S ribosomal RNA, partial sequence 175041117518 


Acetobacte 
219878305 


1844748 18461 


yphomonada 


Acet 


ospi 


Acet 


hermus ruber DS 


ospi 


hizo 


hizo 


e; 


219878184 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028909.1 
6 668269 Glucon 
obacteraceae 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 


ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref |NR_028625.1 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Methylophaga alcalica 


, 


alcalica Bacteria; 


haga. 
Gluconacetobacter 
Gluconacetobacter 

tobacteraceae; 


Brevundimonas nasdae 
nasdae Bacteria; 
onas. 

Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


raceae; Acetobac 
ref|NR_028616.1 
1092739 109419 
rillales; Ac 


ref|NR_028615.1 
43 1095577 Acetob 
obacteracea 
NR_027614.1 
M 


ref 


ref|NR_027570.1 


e: 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Meiothermus ruber DSM 
1279 Bacteria; 


v 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


ira. 
ref|NR_027591.1 

1352934 135441 
a; Rhodospirilla 
ref|NR_024771.1 

1405568 140698 
rillales; Ac 


ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref |NR_024863.1 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Acetobacter 
1 Acetobacter 


etobacteraceae; 


Oceanithermus 
thermus profundus 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


bium/Agrobac 
NR_026067.1 


ref 


terium group; Rhizobium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


bium/Agrobac 


ref|NR_025596.1 


terium group; Rhizobium. 
Methylocella tundrae 


34 Methylocella tundrae Bacteria; 


M 
ref 


ethylocella. 
NR_025583.1 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


ref|NR_025513.1 


Stella humosa strain 
a; Proteobacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


race 
ref 


ae; Acetobac 
NR_025512.1 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


race 
ref 


ae; Acetobac 
NR_025444.1 


ter. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


ceae; 


Ss. 


3 Maricauli 
ref |NR_025323.1 


Maricaulis parjimensis 


2016867 2018286 Maricaulis parjimensis Bacteria; 
Hyphomonadaceae; Maricaulis. 


290086 Bacteria_16S 
strain MCS 18 16S 


2019646 2019548 1 98 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


290086 Bacteria_16S 2021118 20210201 98 


washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Maricaulis. 


290086 Bacteria_16S 2194444 2194342 4 104 


taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 
Deinococci; 


taiwanensis Bacteria; Deinococcus-Thermus; 
290086 Bacteria_16S 2281313 2281211 4 104 
strain 852 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


290086 Bacteria_16S 2509901 2509803 1 98 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 


johannae Bacteria; 
Gluconacetobacter. 
290086 Bacteria_16S 2710045 2709947 1 98 
strain AAO08 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


290086 Bacteria_16S 2762408 2762310 1 98 
strain Yo-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


290086 Bacteria_16S 2810649 2810551 1 
S60-1 16S ribosomal RNA, partial sequence 


98 


290086 Bacteria_16S 2825695 2825597 1 
strain 71 16S ribosomal RNA, partial sequence 


98 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


290086 Bacteria_16S 2937390 2937292 1 
multivorum strain AIU 301 16S ribosomal RNA, 


98 


Acidiphilium. 
290086 Bacteria_16S 
europaeus strain 
Bacteria; 
290086 Bacteria_16S 


3004348 3004250 1 98 


3072351 3072253 1 98 


strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 


290086 Bacteria_16S 3091964 3091866 1 98 
strain 1607-97 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; 
290086 Bacteria_16S 3100995 3100897 1 
700631 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; Facklamia. 
290086 Bacteria_16S 3119030 3118932 1 
intermedius strain TF2 16S ribosomal RNA, 


98 


98 


290086 Bacteria_16S 3197965 3197867 1 98 


sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sandaracinobacter. 
290086 Bacteria_16S 
strain NCTC 9810 
Firmicutes; Clostridia; 
290086 Bacteria_16S 
frateurii strain 


3229563 3229465 1 98 


Clostridiales; 


3419237 3419139 1 98 


Gluconobacter. 


290086 Bacteria_16S 3554004 3553906 1 98 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospir 


hansenii Bacteria; 
Gluconacetobacter. 
290086 Bacteria_16S 


3555535 3555437 1 98 


liquefaciens strain IFO 12388 16S ribosomal RNA, partial 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Gluconacetobacter. 
290086 Bacteria_16S 


3570662 3570564 1 98 


2809318 2810728 Asaia 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 


complete sequence 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


DES11 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


Ignavigranum. 


3099595 3101003 Fackl 


complete sequence 31176 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Family XI. I 


IFO 3264 16S ribosomal RNA, partial sequence 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; 


gi|219878183 
2018337 20197 


gi|219878182 


gi| 219857603 
Thermales; 
gi|219857546 
2279959 22814 


gi|219857371 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi|219857182 
2708714 27101 


gi] 219857145 
2761077 27624 


gi|219857110 


gi| 219856907 
2824364 28257 
Acetobacte 
gi| 219856832 
Rhodosp 


219846921 
30029 


gi 


gi|219846874 


gi| 219846861 
3090574 30919 


gi|219846855 


gi| 219846843 


gi|219846790 


gi|219846768 


gi| 219846632 
Rhodospi 


gi|219846541 


219846540 
sequence 
Rhodo 


gi 


Acetobacteraceae; 


Acetobacteraceae; 


Sphingomonadales; 


ref|NR_025322.1| Maricaulis salignorans 
58 Maricaulis salignorans Bacteria; 
Maricaulis. 
ref|NR_025321.1| Maricaulis 
2019809 2021230 Maricaulis 


Rhodobacterales; Hyphomonadaceae; 


NR_025191.1| Meiothermus 

193088 2194570 Meiothermus 
Thermaceae; Meiothermus. 
ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref 


ND 


ref|NR_024959.1] Gluconacetobacter 
2508571 2510017 Gluconacetobacter 
Acetobacteraceae; 


ref|NR_024810.1| Asaia krungthepensis 
24 Asaia krungthepensis Bacteria; 
Asaia. 
ref|NR_024773.1| Kozakia baliensis 
91 Kozakia baliensis Bacteria; 
Kozakia. 
ref|NR_024738.1| Asaia siamensis strain 
siamensis Bacteria; Proteobacteria; 


ref|NR_024728.1| Asaia bogorensis 
74 Asaia bogorensis Bacteria; 
raceae; Asaia. 

ref|NR_024651.1| Acidiphilium 


2936039 2937489 Acidiphilium 
irillales; Acetobacteraceae; 


ref|NR_026513.1| Gluconacetobacter 

97 3004478 Gluconacetobacter europaeus 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_026466.1| Methylocella palustris 
locella palustris Bacteria; 

e; Methylocella. 
ref|NR_026453.1 
90 Ignavigranum 


Ignavigranum ruoffiae 
ruoffiae Bacteria; 


ref 
amia 


NR_026447.1| Facklamia ignava ATCC 
ignava Bacteria; Firmicutes; 


ref|NR_026435.1] Gluconacetobacter 

80 3119160 Gluconacetobacter intermedius 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_026382.1| Sandaracinobacter 
196654 3198070 Sandaracinobacter 
Sphingomonadaceae; 


Ww 


ref|NR_026360.1| Anaerococcus octavius 
00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 
ref|NR_026224.1] Gluconobacter 


3417892 3419367 Gluconobacter 
rillales; Acetobacteraceae; 


ref|NR_026133.1| Gluconacetobacter 
3552654 3554134 Gluconacetobacter 
illales; Acetobacteraceae; 


Gluconacetobacter 
3554185 3555667 Gluconacetobacter 
spirillales; Acetobacteraceae; 


gi|219846529 


strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 


Acetobacter subgen. Acetobacter. 


ref|NR_026121.1| Acetobacter aceti 
3569313 3570792 Acetobacter aceti 


290086 Bacteria_16S 


strain DSM 3503 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
290086 Bacteria_16S 3592019 35919211 98 gi| 219846515 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Acetobacter. 

290086 Bacteria_16S 3646569 3646475 1 94 gi|219846474 
strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
290086 Bacteria_16S 3947236 3947138 1 98 gi| 219846261 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 39473 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
290086 Bacteria_16S 


strain IAM 13153 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
290086 Bacteria_16S 


strain gal 1261 1 


3575208 3575110 1 98 gi 


Ac 
3976911 3976813 1 
16S ribosomal RNA, 


98 gi 
complete sequence 

11 
3981084 3980986 1 


98 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


290086 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 
Salinimonas. 


290086 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


290086 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


290086 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


290086 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


290086 Bacteria_16S 


strain Z-7937 16S 
Firmicutes; Clost 


290086 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


290086 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


290086 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


290086 Bacteria_16S 


californicum stra 
californicum Bact 


290086 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


290086 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


290086 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


290086 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


290086 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


290086 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


290086 Bacteria_16S 


4006442 4006340 1 102 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


s 
ri 
4188904 4188802 3 


104 gi 


91915 91818 1 97 

ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
102826 102729 1 97 gi 
strain L420-91 16S ribosomal RNA, part 
Bacteria; Firmicutes; Bacillales; Paen 


gi 


206641 206544 1 97 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
275136 275031 1 104 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
300883 300782 5 104 gi 


ri 


eria; Tenericutes; Mollicutes; Mycopla 
303906 303809 4 100 gi 
bosomal RNA, partial sequence 


376516 376419 1 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; 
393468 393371 1 97 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
424296 424199 1 97 gi 
bosomal RNA, partial sequence 


97 gi 


rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; E 
482571 482474 1 97 gi 


219846526 
6S ribosomal RNA, partial sequence 3573863 35753 


a; 


219846084 
6S ribosomal RNA, partial sequence 4187537 41889 


rochaetales; Brachyspiraceae; Brachyspira. 

25647 25550 1 97 gi| 265679047 
rain R2 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Clostridia; Clostridiales; C 

52907 52810 L 97 gi| 265679029 
bosomal RNA, partial sequence 51487 53037 
bacillales; Enterococcaceae; Enterococcus. 

55942 55845 4 100 gi| 265679027 
6S ribosomal RNA, partial sequence 54638 56028 


pelotrichi; Erysipelotrichales; Erysipelotrichac 
265679002 
90540 

Halobacteroidaceae; 
265678995 
ial sequen 
ibacillace 


265678926 
sequence 


a; 


265678877 
273748 27524 


265678860 
in ST-6 16S ribosomal RNA, partial sequence 
smataceae; 
265678858 
302503 30397 
pelotrichi; Erysipelotrichales; Erysipelotrichac 
265678804 
sequence 
Paenibacillaceae; 
265678793 
sequence 
illaceae; 
265678772 
422881 42442 


lales; Bacillaceae; Bacillus. 
433612 433515 1 97 gi| 265678766 
GMP01 16S ribosomal RNA, partial sequence 43219 
tes; Bacillales; Paenibacillaceae; Paenibacillus 
474997 474900 1 97 gi| 265678735 


sequence 
nterococca 
265678730 


etobacte 
219846241 


aceae; 
219846238 
6S ribosomal RNA, partial sequence 3979744 39812 
aceae; 
219846221 
equence 


39756 
M 


R 


Alter 


92000 
Natr 


Burkh 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026107.1] Acetobacter 
3590670 3592148 Acetobacter 
spirillales; Acetobacteraceae; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 


ref|NR_026066.1| Rhizobium mongolense 
64 Rhizobium mongolense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025851.1| Acidiphilium cryptum 
17 Acidiphilium cryptum Bacteria; 
raceae; Acidiphilium. 
ref|NR_025831.1] Mycoplana bullata 
07 3977021 Mycoplana bullata Bacteria; 
ycoplana. 
ref|NR_025828.1| Rhizobium galegae 
09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025811.1| Salinimonas 

4005071 4006477 Salinimonas 
omonadales; Alteromonadaceae; 


ref|NR_025674.1| Brachyspira pilosicoli 
98 Brachyspira pilosicoli Bacteria; 


ref |NR_029355.1| Clostridium 
24277 25711 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029337.1| Enterococcus asini 
Enterococcus asini Bacteria; 
ref |NR_029335.1| Holdemania filiformis 
Holdemania filiformis Bacteria; 
eae; Holdemania. 
ref|NR_029310.1| Natroniella acetigena 
Natroniella acetigena Bacteria; 
oniella. 
ref |NR_029303.1| Aneurinibacillus 
ce 101441 102925 Aneurinibacillus 
ae; Aneurinibacillus group; 
ref|NR_029234.1| Taylorella 
205252 206750 Taylorella 
olderiales; Alcaligenaceae; Taylorella. 
ref |NR_029183.1| Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 
ref |NR_029166.1| Mycoplasma 
299496 300945 Mycoplasma 
Mycoplasma. 
ref|NR_029164.1| Clostridium innocuum 


7 Clostridium innocuum Bacteria; 
eae. 


ref|NR_029109.1| Paenibacillus 
375101 376646 Paenibacillus 

Paenibacillus. 

ref|NR_029098.1| Paenibacillus 
392074 393575 Paenibacillus 


australiensis strain Ben 117 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Quatrionicoccus. 


Paenibacillus. 

ref|NR_029077.1| Bacillus algicola 

5 Bacillus algicola Bacteria; 

ref|NR_029071.1| Paenibacillus 

6 433742 Paenibacillus favisporus 

ref|NR_029040.1] Enterococcus 
473588 475066 Enterococcus 

ceae; Enterococcus. 

ref|NR_029035.1| Quatrionicoccus 


481171 482647 Quatrionicoccus 


290086 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


290086 Bacteria_16S 


coryniformis subs 


502710 502613 1 97 gi| 265678717 
ibosomal RNA, partial sequence 501307 50281 
lales; Bacillaceae; Bacillus. 

508842 508745 1 97 gi| 265678713 
p. torquens strain 30 16S ribosomal RNA, complet 


ref|NR_029022.1| Bacillus indicus 
1 Bacillus indicus Bacteria; 
ref|NR_029018.1| Lactobacillus 

e sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


290086 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


290086 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


290086 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


290086 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


290086 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


290086 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


290086 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


290086 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


290086 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


290086 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


290086 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


290086 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


290086 Bacteria_16S 


salivarius strain 
salivarius Bacter 


290086 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


290086 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


290086 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


290086 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


290086 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


290086 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


290086 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


290086 Bacteria_16S 


Lactobacillus. 


bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
551518 551421 1 97 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
586252 586155 1 97 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

611943 611846 1 97 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
701403 701306 1 97 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
702890 702793 1 97 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
762673 762576 1 97 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
798023 797926 1 97 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
831750 831653 1 97 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
898275 898178 1 97 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
899850 899753 1 


Enterococ 
97 gi 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1009210 1009113 1 97 gi 
osomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 
1035149 1035052 1 97 gi 
4 16S ribosomal RNA, partial sequence 

tes; Bacillales; Paenibacillaceae; Ane 
1054941 1054836 1 104 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1056453 1056356 1 97 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1081870 1081773 1 97 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1083397 1083300 1 97 


gi 


511802 511705 1 97 gi| 265678711 
osomal RNA, partial sequence 510382 51190 
lales; Bacillaceae; Geobacillus. 

514785 514688 1 97 gi| 265678709 


513446 51481 


illus. 
265678685 
quence 
ctobacilla 
265678662 
58488 


265678644 
equence 
acillaceae 

265678582 


699985 70142 


265678581 


701473 70290 


265678538 
quence 
illaceae; 
265678514 
al sequenc 
nibacillac 
265678492 
quence 
nterococca 
265678446 


896853 89837 


cus. 
265678445 


Y¥C300 16S ribosomal RNA, partial sequence 89842 

tes; Bacillales; Paenibacillaceae; Paenibacillus 
933860 933763 1 97 gi| 265678423 

HO 66 16S ribosomal RNA, complete sequence 

ia; Firmicutes; Lactobacillales; Lactobacillacea 
963297 963200 1 97 gi| 265678403 

n 47-16 16S ribosomal RNA, partial sequence 

ria; Firmicutes; Lactobacillales; Enterococcacea 
1003240 1003140 1 100 gi| 265678376 


1001834 10033 


ocyclaceae 
265678372 


1007814 10092 


265678355 
10337 
urinibacil 
265678341 
uence 
teria; Cam 
265678340 
uence 
ae; Parali 
265678322 


1080469 10819 


265678321 


ref|NR_029016.1| Geobacillus debilis 
6 Geobacillus debilis Bacteria; 


ref|NR_029014.1| Lactobacillus rossiae 
3 Lactobacillus rossiae Bacteria; 
ref|NR_028990.1| Lactobacillus 

550095 551652 Lactobacillus 
ceae; Lactobacillus. 
ref|NR_028967.1| Bacillus barbaricus 


8 586308 Bacillus barbaricus Bacteria; 
ref|NR_028949.1| Lactobacillus 
610536 612079 Lactobacillus 
; Lactobacillus. 
ref|NR_028887.1| Paenibacillus odorifer 


2 Paenibacillus odorifer Bacteria; 


ref|NR_028886.1| Paenibacillus graminis 

9 Paenibacillus graminis Bacteria; 

ref|NR_028842.1| Paenibacillus 
761257 762788 Paenibacillus 

Paenibacillus. 

ref|NR_028817.1| Paenibacillus 

e 796606 798156 Paenibacillus 

eae; Paenibacillus. 

ref|NR_028795.1] Enterococcus 
830324 831835 Enterococcus 

ceae; Enterococcus. 

ref|NR_028748.1| Enterococcus avium 

6 Enterococcus avium Bacteria; 

ref|NR_028747.1| Paenibacillus 

7 899962 Paenibacillus koreensis 

ref |NR_028725.1| Lactobacillus 
932436 934005 Lactobacillus 

e; Lactobacillus. 

ref|NR_028705.1] Enterococcus 
961894 963406 Enterococcus 

e; Enterococcus. 

ref|NR_028678.1| Azovibrio restrictus 

01 Azovibrio restrictus Bacteria; 

; Azovibrio. 

ref|NR_028674.1| Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Aneurinibacillus 

nibacillus danicus 

inibacillus. 
Sulfurimonas 

2 Sulfurimonas 

Helicobacteraceae; 


ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref|NR_028643.1 

1053566 105500 
pylobacterales; 


Paraliobacillus 
2 Paraliobacillus 


ref |NR_028642.1 

1055053 105655 
obacillus. 
ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


ref Lactobacillus 


NR_028623.1 equi 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 


Firmicutes; Lacto 


bacillales; Lactobacillaceae; Lactobac 


illus. 


290086 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


290086 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


290086 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


290086 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
290086 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


290086 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


290086 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


290086 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


290086 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


290086 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


290086 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


290086 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


290086 Bacteria_16S 
16S ribosomal RNA, partial sequence 1751903 17534 


strain LMG 18422 
Firmicutes; Bacil 


290086 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


290086 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


290086 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


290086 Bacteria_16S 


decolorationis st 
decolorationis Ba 


290086 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


290086 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


290086 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


290086 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


290086 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


290086 Bacteria_16S 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1419011 14189141 97 gi 
ridia; Clostridiales; 


1510093 1509996 1 97 gi 
paracasei Bacteria; Firmicutes; Lactob 
1588683 1588586 1 97 gi 


lales; Bacillaceae; Bacillus. 

1778950 1778853 1 97 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1780500 1780403 1 97 gi 
n DSM 1327 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1801615 1801518 1 97 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1803181 1803084 1 97 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1843023 1842926 1 97 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1899644 1899547 1 97 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1915764 1915667 1 97 gi 
n CM1l 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1918914 19188171 97 gi 


Pediococ 
gi 


bacillales; Lactobacillaceae; 

1975044 1974947 1 97 
ibosomal RNA, partial sequence 
lales; Planococcaceae; 
2039198 2039101 1 


Marinibacillus. 
97 gi 


1296399 12978 
16S ribosomal RNA, partial sequence 1417633 14190 
Clostridiales Family XI. 


paracasei strain R094 16S ribosomal RNA, 


16S ribosomal RNA, partial sequence 1587284 15887 


1841624 18431 


16S ribosomal RNA, partial sequence 1917484 19190 


1973642 19751 


224581446 


Tr 
219846290 
partial 
acillales; 
219878486 


219878351 
1 sequence 
cillaceae; 
219878350 
sequence 

llaceae; P 
219878335 
e 18002 
nibacillus 
219878334 
ial sequen 
aceae; Bac 
219878307 


219878264 
nce 18982 
caligenace 
219878252 
nce 19143 
nibacillus 
219878249 


cus. 
219878212 


219878169 


ref 
55 Helcococcus ovis Bacteria; 
ncer 
ref 
sequence 150868 
Lac 
ref 
92 Enterococcus italicus Bacteria; 


ref 


Pae 
ref 


aeni 
ref 
19 1801737 Paeni 


ref 
ce 1801788 18032 
illu 
ref 
32 Bacillus halodurans Bacteria; 


ref 
81 1899753 Brack 
ae; 
ref 
61 1915860 Paeni 


ref 
34 Pediococcus inopinatus Bacteria; 


ref 
64 Marinibacillus marinus Bacteria; 


ref 


1087944 1087847 1 97 gi| 265678318 |ref|NR_028620.1 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 
laceae; Bacillus. 

1156002 1155905 1 97 gi|253680753|ref|NR_028001.1 
16S ribosomal RNA, partial sequence 1154576 11561 
tes; Bacillales; Bacillaceae; Oceanobacillus. 

1184817 11847201 97 gi| 228717037 |ref|NR_027558.1 
7241 16S ribosomal RNA, partial sequence 1183485 1184849 Anaero 
irmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerotru 

1195413 1195316 1 97 gi|228715634|ref|NR_027536.1 
53 16S ribosomal RNA, partial sequence 1194029 1195514 Carbox 
a; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerob 

1291811 12917105 104 gi|228720812|ref|NR_027597.1 
109 16S ribosomal RNA, partial sequence 1290453 1291853 Coryne 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
e; Corynebacterium. 

1297785 1297688 1 97 gi|219857534|ref|NR_025122.1 


NR_027228.1 


tae Sedis; H 
NR_025880.1 


tobacillacea 
NR_025625.1 


bacillales; Enterococcaceae; Enterococcus. 

1631278 1631181 1 97 gi| 219878456 |ref|NR_025595.1 
16S ribosomal RNA, partial sequence 1629885 16313 
lales; Bacillaceae; Bacillus. 

1637404 1637307 1 97 gi| 219878452 |ref|NR_025591.1 
omal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteri 
laceae; Bacillus. 

1689115 1689018 1 97 gi|219878415|ref|NR_025554.1 
bosomal RNA, partial sequence 1687712 16892 
lales; Bacillaceae; Bacillus. 

1753294 1753197 1 97 gi|219878372|ref|NR_025511.1 


NR_025490.1 
1777548 177905 
nibacillus. 
NR_025489.1 
1779107 178061 
bacillus. 
NR_025474.1 
b 


NR_025473.1 
9 
Ss. 
NR_025446.1 


NR_025403.1 
Z 
Brackiella. 
NR_025391.1 
b 


NR_025388.1 


NR_025351.1 


Bacillus akibai strain 
ria; Firmicutes; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Anaerotruncus 
truncus colihominis DSM 
ncus. 

Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Corynebacterium 
bacterium urealyticum 


rineae; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Helcococcus ovis 


elcococcus. 
Lactobacillus 

4 1510205 Lactobacillus 

e; Lactobacillus. 
Enterococcus italicus 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Bacillus soli strain 
a; Firmicutes; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Paenibacillus 
acillus stellifer 


Bacillus 
0 Bacillus 


Bacillus halodurans 
Brackiella oedipodis 
ella oedipodis Bacteria; 


Paenibacillus 
acillus azoreducens 


Pediococcus inopinatus 


Marinibacillus marinus 


NR_025308.1 


Virgibacillus proomii 


strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Virgibacillus. 


290086 Bacteria_16S 2048586 2048489 1 97 gi|219878160|ref|NR_025299.1 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

290086 Bacteria_16S 2071549 2071452 1 97 gi| 219878143 |ref|NR_025282.1 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 207167 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 
290086 Bacteria_16S 2095990 2095893 1 97 gi| 219878125 |ref|NR_025264.1 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 20961 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 2124838 21247411 97 gi|219857652|ref|NR_025241.1 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 21249 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 2126394 2126297 1 97 gi|219857651|ref|NR_025240.1 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 21265 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 2226164 2226067 1 97 gi|219857582|ref|NR_025170.1 


Paenibacillus borealis 
borealis Bacteria; 


Thermobacillus 
8 Thermobacillus 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Paenibacillus 


daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

290086 Bacteria_16S 2227725 2227628 1 97 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

290086 Bacteria_16S 2287361 2287256 1 104 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

290086 Bacteria_16S 2346194 2346097 1 97 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

290086 Bacteria_16S 2388688 2388591 1 97 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
290086 Bacteria_16S 2405372 2405275 1 97 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 


strain MT-1077 16 
Firmicutes; Lacto 


290086 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


290086 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

2432785 2432688 1 97 gi 
tes; Bacillales; Paenibacillaceae; 


2451079 2450982 1 97 gi 


2452631 2452534 1 97 gi 


n WN9 16S ribosomal RNA, partial seque 
Pae 


2403965 24054 
Lactobac 


illus. 

219857436 
nce 
ni 
219857419 


16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyel 
290086 Bacteria_16S 


la 
219857418 


24314 
bacillus 


ref |NR_025024. 


ref 


ref 


86 Lactobacillus 


10 2432897 Paeni 


NR_025007.1 
92 Laceyella putida Bacteria; 


NR_025006.1 


b 


kimchii Bacteria; 


Paenibacillus 
acillus chinjuensis 


Laceyella putida 


Seinonella 


peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

290086 Bacteria_16S 2470808 2470703 1 104 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioalkalivibrio nitratis 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
290086 Bacteria_16S 2537143 2537054 11 99 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

290086 Bacteria_16S 2576414 2576317 1 97 gi|219857284|ref|NR_024915.1| Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
290086 Bacteria_16S 2590201 2590104 1 97 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

290086 Bacteria_16S 2593354 2593257 1 97 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

290086 Bacteria_16S 2619558 2619461 1 97 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

290086 Bacteria_16S 2644020 2643923 1 97 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

290086 Bacteria_16S 2653139 2653039 1 100 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

290086 Bacteria_16S 2662095 2662002 6 98 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

290086 Bacteria_16S 2680107 2680010 1 97 gi|219857203|ref|NR_024831.1| Lentibacillus 


juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 


2678696 2680219 Lentibacillus 


290086 Bacteria_16S 
train IDR2-2 16S ribosomal RNA, partia 


psychrotolerans s 


psychrotolerans B 
290086 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


290086 Bacteria_16S 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 


sendaiensis strai 


sendaiensis Bacte 
290086 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


290086 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


290086 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


290086 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


290086 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


290086 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


290086 Bacteria_16S 


strain BS 16S rib 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

290086 Bacteria_16S 2984495 2984398 1 97 gi|219846934|ref|NR_026526.1 
strain JaH 16S ribosomal RNA, partial sequence 2983106 29845 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 3001266 3001169 1 97 gi|219846923|ref|NR_026515.1 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

290086 Bacteria_16S 3025429 3025332 1 97 gi| 219846907 |ref|NR_026499.1 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 302545 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

290086 Bacteria_16S 3049834 3049737 1 97 gi| 219846889 |ref|NR_026481.1 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremoc 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

290086 Bacteria_16S 3375376 3375283 1 93 gi| 219846667 |ref|NR_026259.1 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 33754 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

290086 Bacteria_16S 3535410 3535313 1 97 gi| 219846553 |ref|NR_026145.1 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 353553 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 3541676 3541579 1 97 gi| 219846549 |ref|NR_026141.1 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 35417 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 3544787 3544690 1 97 gi| 219846547 |ref|NR_026139.1 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 35448 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 3719246 3719145 1 100 gi|219846424|ref|NR_026015.1 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 371934 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiob 
Halothiobacillus. 

290086 Bacteria_16S 3804545 3804445 1 100 gi|219846360|ref|NR_025951.1 


strain 18323 16S 


Proteobacteria; B 


290086 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


290086 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


290086 Bacteria_16S 


2681646 2681549 1 97 gi 
acteria; Firmicutes; Lactobacillales; 
2726661 2726564 1 97 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


2729747 2729650 1 97 gi 


2769913 2769816 1 97 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2779133 2779036 1 97 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2870303 2870206 1 97 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2875050 2874953 1 97 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2879773 2879676 1 97 gi 


gi 


laceae; Bacillus. 

2964626 2964529 1 97 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2976848 2976751 1 97 gi 
osomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3807573 3807473 1 100 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3812176 3812079 1 97 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3816805 3816704 1 100 gi 


219857202 
2 
Ca 

219857170 


2725265 27267 


219857168 
quence 
ac 
219857138 


2768556 27700 


219857131 
equence 
ac 

219856878 
ar 
cillaceae; 
219856875 

sequence 
bacillus. 
219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 


219856814 


2963222 29647 


occus. 
219846939 


2975480 29769 


3803146 38046 


caligenace 
219846358 
sequence 
eria; 
219846355 
38107 
e; Carnoba 
219846352 


hydrothermalis strain R3 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 


Halothiobacillus. 


sequence 
rnobacte 


illaceae 


illaceae 


tial seq 


Burk 


ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref |NR_024798.1 


ref|NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref |NR_024766.1 


ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref |NR_024697.1 
uence 286889 
Bacillus; Bacil 
ref |NR_024694.1 

2873633 287517 


ref 
lus 


NR_024691.1 
flexus Bacte 


ref|NR_024633.1 
20 Streptococcus 


ref |NR_026531.1 


ae; Bordetella. 
ref |NR_025949.1 

3806174 380763 
holderiales; Alc 
ref |NR_025946.1 
56 3812276 Carnob 
cterium. 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Paenibacillus 
8 Paenibacillus 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Pullulanibacillus 
2 Pullulanibacillus 


Bacillus flexus strain 
ria; Firmicutes; 


Streptococcus canis 
canis Bacteria; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Enterococcus 
9 Enterococcus 


Eremococcus coleocola 
occus coleocola 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Bacillus 
4 Bacillus 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Carnobacterium 
acterium funditum 


ref |NR_025943.1 
3815400 381690 


Halothiobacillus 
3 Halothiobacillus 


290086 Bacteria_16S 3897730 3897633 1 o7 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

290086 Bacteria_16S 3905249 3905152 1 97 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

290086 Bacteria_16S 4048943 4048846 1 97 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

290086 Bacteria_16S 4083743 4083646 1 97 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

290086 Bacteria_16S 4106179 4106082 1 97 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

290086 Bacteria_16S 4131980 4131883 1 97 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

290086 Bacteria_16S 4199442 41993451 97 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

290086 Bacteria_16S 4206979 4206874 1 104 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

290086 Bacteria_16S 4209999 4209902 1 97 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

290086 Bacteria_16S 4222289 4222192 1 97 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

290086 Bacteria_16S 14856 14756 1 100 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

290086 Bacteria_16S 96669 96569 1 100 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

290086 Bacteria_16S 157686 157586 1 100 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

290086 Bacteria_16S 186621 186521 1 100 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

290086 Bacteria_16S 251143 251039 1 104 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

290086 Bacteria_16S 252625 252521 1 104 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 


strain Benl104 16 
Proteobacteria; 


290086 Bacteria_ 


kaplicensis stra 
kaplicensis Bact 
Amaricoccus. 


290086 Bacteria_ 


saccharolyticus 
saccharolyticus 


290086 Bacteria_ 


kalixensis strai 
kalixensis Bacte 


290086 Bacteria_ 


bajacaliforniens 
bajacaliforniens 


290086 Bacteria_ 


strain Ppe8 16S 
Proteobacteria; 


290086 Bacteria_ 


S ribosomal RNA, partial sequence 


251300 25272 


6 Amaricoccus macauensis Bacteria; 


Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

16S 254100 253996 1 104 gi| 265678893 |ref|NR_029201.1| Amaricoccus 

in Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

16S 313140 313040 1 100 gi|265678852|ref|NR_029158.1| Staphylococcus 
strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

16S 415145 415045 1 100 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
n Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 485609 485505 1 104 gi| 265678728 |ref|NR_029033.1| Spirochaeta 

is strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 

is Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

16S 589277 5S89177 1 100 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 672686 672594 9 100 gi|265678601|ref|NR_028906.1| Pseudomonas 


frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


290086 Bacteria_16S 


strain 111-35 16S 
Firmicutes; 


Bacteria; 


mexicanus strain 
Bacteria; Proteob 


algidixylanolytic 
algidixylanolytic 


290086 Bacteria_16S 
ain CH34 16S ribosomal RNA, partial se 
Betaproteo 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


290086 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


290086 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


strain STM815 16S 
Bacteria; 


strain TN-272 16S 
Firmicutes; Clost 


290086 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


290086 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


290086 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


290086 Bacteria_16S 
51271 16S ribosomal RNA, 


Firmicutes; Clost 


strain PC18 16S r 
Firmicutes; Clost 


citratiphilum str 
Bacteria; Proteob 


VKM B1479 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
290086 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


290086 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


290086 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


Bacteria; Proteob 


Clost 
290086 Bacteria_16S 
valvarum strain M 
Proteob 
290086 Bacteria_16S 
respiraculi strai 
respiraculi Bacte 
290086 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
290086 Bacteria_16S 


Proteob 
290086 Bacteria_16S 


707162 707062 1 100 
ribosomal RNA, partial sequence 


gi 


755083 754983 1 100 gi 


758191 758091 1 100 gi 


824016 823916 1 100 gi 


858937 858837 1 100 gi 


932277 932177 1 100 gi 
um Bacteria; Firmicutes; 
1339030 1338930 1 


Clostridia; 
100 gi 


4 Bacteria; Proteobacteria; 


1364777 1364677 1 100 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1373938 1373838 1 100 gi 
S ribosomal RNA, partial sequence 


1387524 1387424 1 100 
ribosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1499643 1499543 1 100 
complete sequence 


gi 


1519013 1518913 1 100 
ibosomal RNA, partial sequence 


gi 


1552483 1552383 1 100 gi 


1651027 1650929 1 
osomal RNA, partial sequence 


98 gi 


1709171 1709071 1 100 
ribosomal RNA, partial sequence 


gi 


1734986 1734886 1 100 gi 
Firmicutes; 
1896559 1896455 1 


Clostridia; 
104 


eria; 
gi 


1905395 1905295 1 100 gi 


1923474 19233741 100 gi 


DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 


n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 


n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 


Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
290086 Bacteria_16S 
um strain SPL73 16S ribosomal RNA, par 
Cc 


etaproteobacteria; Burkholderiales; Bu 
290086 Bacteria_16S 


Rhod 


ridia; Clostridiales; Lachnospiraceae; 
290086 Bacteria_16S 


ridia; Clostridiales; Lachnospiraceae; 
290086 Bacteria_16S 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
290086 Bacteria_16S 


in Mz 5 16S ribosomal RNA, partial seq 
Clostrid 


265678578 


705889 70720 
ridia; Clostridiales; Lachnospiraceae; 


Dorea. 
265678543 


cteriales; 
265678541 

quence 

a; 
265678497 

sequence 

a; 
265678473 

ce 


265678424 
228721484 
quence 


bacteria; 


228719063 
13634 


228717983 


1372563 13740 
rkholderia 


228716754 


1386182 13876 


acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
1409908 1409808 1 100 gi|224581401|ref|NR_024719.1 

ribosomal RNA, partial sequence 1408524 14099 

ridia; Clostridiales; Clostridiaceae; Clostridium. 

1425132 1425032 1 100 gi|224581442|ref|NR_027224.1 
bosomal RNA, partial sequence 1423741 14252 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1439075 1438975 1 100 gi|224581429|ref|NR_027211.1 
osomal RNA, partial sequence 1437684 14391 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1466312 1466212 1 100 gi| 224581409 |ref|NR_027190.1 


1464924 14664 
ocyclaceae 


219846656 


1498269 1499735 Caton 
atonella 


Cc 
219857618 


1517647 15191 
espellia 


H 
219857243 
ence 15511 
riales; 
219878442 


1649700 16511 
acterace 


ob 
219878402 


1707781 17092 
ammaproteobacteria; Chromatiales; Chro 


matiaceae; 
219878385 
uence 

iales; Lac 
219878267 


6S ribosomal RNA, partial sequence 1895145 18966 
eltaproteobacteria; Desulfobacterales; 
290086 Bacteria_16S 
limnaeus strain A26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
290086 Bacteria_16S 


D 
219878260 
19040 
ales; 
219878246 


ence 75371 


Burkhol 


Burkhol 


85752 
ibrionales 


tial seque 
lostridial 


Ruminococc 


Aq 


esulfoba 


Chro: 


ref|NR_028883.1 


ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref |NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref |NR_028726.1 
nce 930884 
es; Clostridiace 
ref|NR_027607.1 

1337638 133913 
Burkholderiales; 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027569.1 
50 Burkholderia 
ceae; Burkholder 
ref|NR_027555.1 
16 Burkholderia 


; Az 
ref 
ella 


ref 


oarcus. 
NR_026248.1 
morbi ATCC 


NR_025207.1 


ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref|NR_025581.1 


ae; Labrys. 
ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref |NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Cardiobacterium 

bacterium valvarum 

eae; Cardiobacterium. 
Cupriavidus 
Cupriavidus 

lderiaceae; Cupriavidus. 
Cupriavidus 
Cupriavidus 

lderiaceae; Cupriavidus. 
Desulfovibrio 

ovibrio mexicanus 

aceae; Desulfovibrio. 
Clostridium 
932385 Clostridium 

ae; Clostridium. 
Cupriavidus 

0 Cupriavidus 
Burkholderiaceae; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Catonella morbi ATCC 
51271 Bacteria; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Aquabacterium 
cterium citratiphilum 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 

Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 


ref |NR_025385.1 


Ralstonia 


mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Ralstonia. 


290086 Bacteria_16S 
strain 58Eu 16S r 
Proteobacteria; B 
290086 Bacteria_16S 
strain 47Lol 16S 
Proteobacteria; B 
290086 Bacteria_16S 
strain AU2944 16S 
Proteobacteria; B 
290086 Bacteria_16S 
strain DSM 11853 
Proteobacteria; B 
290086 Bacteria_16S 
campinensis strai 
Bacteria; Proteob 
290086 Bacteria_16S 


2068435 2068335 1 


2069967 2069867 1 10 


2123330 21232301 10 


2275199 2275099 1 10 


2276733 2276633 1 10 


2331088 2330988 1 10 
strain IPT10 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Burkholderi 
290086 Bacteria_16S 2437343 2437243 1 10 
strain DSM 1105 1 
Proteobacteria; B 
290086 Bacteria_16S 
strain Z-2189 16S 
Firmicutes; Clost 
290086 Bacteria_16S 


2467776 2467676 1 10 
ridia; Clostridiales; 
2499209 2499109 1 10 
strain 3CB-1 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Rhodocyclal 
290086 Bacteria_16S 2500746 2500646 1 10 
strain MF63 16S r 
Proteobacteria; Betaproteobacteria; Rhodocyclal 
290086 Bacteria_16S 2532640 2532540 1 10 
strain LMG 3413 16S ribosomal RNA, partial sequ 
Proteobacteria; Betaproteobacteria; Burkholderi 
290086 Bacteria_16S 2562558 2562458 1 10 
strain CIP 105259 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; Pseudomona 
290086 Bacteria_16S 2818185 2818085 1 10 
cateniformis stra 
cateniformis Bact 
Coprobacillus. 
290086 Bacteria_16S 
CMN3 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Borrelia; Borr 
290086 Bacteria_16S 3031463 3031363 1 10 
strain I50 16S ribosomal RNA, partial sequence 

Firmicutes; Erysipelotrichi; Erysipelotrichales 
290086 Bacteria_16S 3060473 3060373 1 10 
strain AX39 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclal 
290086 Bacteria_16S 3062014 3061914 1 10 
mechernichensis strain TL1 16S ribosomal RNA, p 
mechernichensis Bacteria; Proteobacteria; Betap 
290086 Bacteria_16S 3078365 3078265 1 10 
caribensis strain MWAP64 16S ribosomal RNA, par 
caribensis Bacteria; Proteobacteria; Betaproteo 
290086 Bacteria_16S 3114437 3114337 1 10 
strain DSM 12081 16S ribosomal RNA, complete se 
Proteobacteria; Betaproteobacteria; Rhodocyclal 
290086 Bacteria_16S 3141449 3141349 1 10 
617-93 16S ribosomal RNA, partial sequence 31 
Bacillales; Bacillales Family XI. Incertae Sedi 
290086 Bacteria_16S 3143008 3142908 1 10 
strain 2045-94 16S ribosomal RNA, partial seque 
Firmicutes; Bacillales; Bacillales Family XI. I 
290086 Bacteria_16S 3243273 3243173 1 10 
africanus strain DSM 2603 16S ribosomal RNA, pa 
africanus Bacteria; Proteobacteria; Deltaproteo 
Desulfovibrio. 
290086 Bacteria_16S 3247828 3247728 1 10 
aeronauticum strain DSM 10349 16S ribosomal RNA 
aeronauticum Bacteria; Firmicutes; Clostridia; 


eria; Firmicutes; Erysipelotri 


2845496 2845396 1 10 


100 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


ribosomal RNA, partial sequence 
Clostridiaceae; 


ibosomal RNA, partial sequence 


in JCM 10604 16S ribosomal RNA, partia 


gi|219878145 


Rhod 
gi 


Oc 


0 219878144 


Rhod 
gi 


oc 
0 219857653 
rk 


0 219857550 


gi 


16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Bu 


rk 
219857549 
nce 


0 gi 


riales; Burkholderiaceae; 
0 gi| 219857509 |ref|NR_025097.1 
e 2329695 2331217 Burkholderia 
ales; Burkholderiaceae; Burkholder 
0 gi|219857430|ref|NR_025018.1 


6S ribosomal RNA, partial sequence 2436004 24374 
etaproteobacteria; Burkholderiales; Bu 


rkholderiaceae; Cupriavidu 
0 gi| 219857405 |ref|NR_024993.1 
2466381 24678 
Clostridium. 
0 gi|219857384|ref|NR_024972.1 
e 2497830 24993 
es; Rhodocyclaceae; Thauera. 
0 gi|219857382|ref|NR_024970.1 
2499368 25008 
es; Rhodocyclaceae; Azoarcus. 
0 gi| 219857356 |ref|NR_024944.1 


ence 2531266 25327 
ales; Burk 
0 gi| 219857336 
quence 25611 
dales; P 
0 gi 


se 
219856912 
1: 
chi; Erysi 


0 gi| 219856894 


2844116 2845615 Borre 
orferi g 


elia burgd 
0 gi| 219846903 
3030089 30315 
; Erysipelotrichac 
0 gi| 219846882 
3059104 30605 
es; Rhodoc 
0 gi| 219846881 
artial sequence 
roteobacteria; 
0 gi|219846870 
tial sequence 
bacteria 
0 gi 
quence 
es; Rhodoc 
0 gi| 219846828 
40051 3141558 Gemel 
s; Gemella. 
0 gi| 219846827 
nce 3141609 31431 
ncertae Sedis; 
0 gi| 219846759 
rtial sequence 


bacteria; 


’ 


219846846 
31130 


0 gi| 219846756 
, partial sequence 
Clostridiales; Pep 


2067059 20685 
yclaceae 


2068593 20700 
yclaceae 


2121958 21233 


holderia 


holderia 


22753 


holderia 


udomonad 


sequence 
pelotric 


yclaceae 


Rho 


Burkhold 


yclaceae; 


Desulfov 


ref |NR_025284.1 


¢ Th 
ref 


auera. 
NR_025283.1 
; Th 
ref 


auera. 
NR_025242.1 
ceae; Ralstonia. 
ref|NR_025138.1 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 


ceae; Cupriavidu 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref |NR_024733.1 

2816799 281828 
hales; Erysipelo 


ref|NR_024713.1 
lia sinica Bacte 
roup. 
ref|NR_026495.1 


eae. 


ref |NR_026474.1 


; Thauera. 
ref |NR_026473.1 

3060645 306213 
docyclales; Rhod 
ref |NR_026462.1 

3076975 307840 
eriales; Burkhol 
ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref |NR_026420.1 
la bergeri Bacte 


ref|NR_026419.1 


ref|NR_026351.1 
3241884 324339 
ibrionales; Desu 


ref|NR_026348.1 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 

Cupriavidus 
vidus campinensis 
Cupriavidus. 
Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Coprobacillus 

3 Coprobacillus 
trichaceae; 


Borrelia sinica strain 
ria; Spirochaetes; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 

ocyclaceae; Thauera. 
Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Azoarcus anaerobius 

us anaerobius Bacteria; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Desulfotomaculum 


3246473 324794 
tococcaceae; Des 


8 Desulfotomaculum 
ulfotomaculum. 


290086 Bacteria_16S 


ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 32963 


Bacteria; Firmicutes; 
290086 Bacteria_16S 
hydrogenotrophica 
hydrogenotrophica 
290086 Bacteria_16S 
strain DSM 6984 1 
Proteobacteria; 
290086 Bacteria_16S 
strain 743A 16S r 
Firmicutes; Clost 
290086 Bacteria_16S 
tamworthensis str 
tamworthensis Bac 
Amaricoccus. 
290086 Bacteria_16S 
strain Co53T 16S 
Spirochaetes; Spi 
290086 Bacteria_16S 
strain ROO1 16S r 
Proteobacteria; 
290086 Bacteria_16S 
hominis strain 65 
Bacteria; Proteob 
290086 Bacteria_16S 
strain Td-21 16S 
Proteobacteria; 
290086 Bacteria_16S 
strain 2917B 16S 
Firmicutes; Bacil 
290086 Bacteria_16S 
strain ATCC 10379 
Bacteria; 
290086 Bacteria_16S 
strain HY-35-12 1 
Firmicutes; Clost 
290086 Bacteria_16S 
strain SEBR 2582 
Proteobacteria; 
290086 Bacteria_16S 


lactatifermentans strain G17 16S ribosomal RNA, partial 
lactatifermentans Bacteria; 


290086 Bacteria_16S 


camporealensis strain CRS-51 16S ribosomal RNA, partial 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; 


3297735 3297635 1 


Clostridia; 
3299262 3299162 1 


Firmicutes; 
3523311 35232111 


3596614 3596514 1 


ibosomal RNA, partial sequence 
ridia; 


Clostridiales; 
3655722 3655618 1 


3760897 3760797 1 


ribosomal RNA, partial sequence 
rochaetales; 


3771348 3771248 1 


ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


3829055 3828955 1 


3856158 3856058 1 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodoc 


3872852 3872752 1 


ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 


3874439 3874339 1 


4026066 4025966 1 

Clostridiales; 
4066966 4066866 1 
4220737 4220637 1 


Firmicutes; 


69552 69449 3 


Corynebacteriaceae; Corynebacterium. 


290086 Bacteria_16S 
strain FF3 16S ri 


290086 Bacteria_16S 


strain A3 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


290086 Bacteria_16S 
ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 

290086 Bacteria_16S 


Rhodobacterales; Rhodobacteraceae; Marinovum. 
366026 365927 1 99 gi|265678811|ref|NR_029116.1 
sequence 364736 36609 
Rhodobacterales; Rhodobacteraceae; Salipige 
525473 525370 3 104 gi|265678702|ref|NR_029007.1 
$13 16S ribosomal RNA, partial sequence 524146 525550 Coryne 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
574268 574165 3 104 gi|265678670|ref|NR_028975.1 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 


tuberculostearicum Bacteria; Actinobacteria; Actinobact 


146943 146844 1 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Corynebacteriaceae; Corynebacterium. 


290086 Bacteria_16S 
aurimucosum strai 
aurimucosum Bacte 


624033 623930 3 


Corynebacteriaceae; Corynebacterium. 


290086 Bacteria_16S 


ferriphilum strain P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 


Bacteria; Nitrosp 
290086 Bacteria_16S 


796448 796349 1 


970919 970820 1 


100 gi 


strain S5a36 16S ribosomal RNA, parti 
Bacteria; 


Betaproteobacteria; Rhodocyclales; Rhodoc 


ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacter 


100 gi 


73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardiobacteriales; 


100 gi 


100 gi 


Incertae 
100 gi 


16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family XI. 


100 gi 


Clostridiaceae; 
100 gi 


; Desulfovibrionaceae; Des 

100 gi|219846061|ref|NR_025651.1 

sequence 4219342 422083 

Clostridia; Clostridiales; Clostridiaceae 
104 gi| 265679018 |ref|NR_029326.1 
sequence 68186 69586 


99 gi 


104 gi 


n IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 


99 gi 


99 gi 


219846723 


3769978 37714 


219846344 


219846325 


3854781 38562 
yclaceae; 


219846314 


3871442 38729 


Sedis; 
219846313 


Incertae 
219846206 


6S ribosomal RNA, partial sequence 4024698 40261 
ridia; 


cl 
219846175 


16S ribosomal RNA, partial sequence 4065569 40669 
Deltaproteobacteria; Desulfovibrionales 


265678965 


145646 14699 


eridae; Ac 
265678636 
Actinomyc 
265678515 
nce 79504 


eptospiril 
265678397 


fructosovorans strain JJ 16S ribosomal RNA, partial sequence 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


38276 


38730 


Actinomycetales; 


ial sequence 622694 62416 


ref |NR_026315.1 


Ralstonia. 


ref|NR_025934.1 


Cardiobacteriac 
ref|NR_025915.1 


AZ 
ref 


oarcus. 
NR_025904.1 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 

ref|NR_025796.1 


ref|NR_025765.1 
84 Desulfovibrio 


Coryn 


ref |NR_029273.1 


tinomycetales; C 


ref|NR_028941.1 
8 
etales; Coryneba 
ref|NR_028818.1 
0 796555 Leptos 
lum. 


ref |NR_028699.1 


Pseudobutyrivibrio 


73 3297834 Pseudobutyrivibrio ruminis 


Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
100 gi|219846722|ref|NR_026314.1| Blautia 
al sequence 3297885 3299342 Blautia 
Clostridia; Clostridiales; Blautia. 
100 gi|219846561|ref|NR_026153.1| Thauera aromatica 
6S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
yclaceae; Thauera. 
100 gi|219846511|ref|NR_026103.1| Clostridium populeti 
3595254 3596742 Clostridium populeti Bacteria; 
Clostridiaceae; Clostridium. 
104 gi|219846468|ref|NR_026060.1| Amaricoccus 
sequence 3654403 3655826 Amaricoccus 
ia; Rhodobacterales; Rhodobacteraceae; 
100 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
3759507 3761025 Borrelia coriaceae Bacteria; 
Spirochaetaceae; Borrelia. 
100 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 
rkholderiaceae; 


Cardiobacterium 


53 3829122 Cardiobacterium hominis 


eae; Cardiobacterium. 
Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella. 


Gemella haemolysans 
a haemolysans ATCC 10379 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 
ostridium. 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Clostridium 
8 Clostridium 
; Clostridium. 

Corynebacterium 

Corynebacterium 
ebacterineae; 


Marinovum algicola 


3 Marinovum algicola Bacteria; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 
F3 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Corynebacterium 
Corynebacterium 


cterineae; 


Leptospirillum 
pirillum ferriphilum 


Desulfovibrio 


969528 971049 


Desulfovibrio 


290086 Bacteria_16S 1100006 1099903 3 104 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

Streptosporangiaceae; Acrocarpospora. 


290086 Bacteria_16S 1420511 1420414 1 97 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 1511667 1511572 6 100 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 


ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 


290086 Bacteria_16S 1652581 1652483 1 97 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 1681561 1681458 3 104 gi|219878421|ref|NR_025560.1| Vulcanithermus 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

290086 Bacteria_16S 1741115 1741012 3 104 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 


strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
290086 Bacteria_16S 1853548 1853445 3 104 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 
290086 Bacteria_16S 2224630 22245311 99 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 
290086 Bacteria_16S 2253600 2253497 3 104 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
290086 Bacteria_16S 2262914 2262815 1 99 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
290086 Bacteria_16S 2356793 2356690 1 102 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 


290086 Bacteria_16S 2630279 2630176 3 104 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

290086 Bacteria_16S 2670992 2670889 3 104 gi|219857210|ref|NR_024838.1| Microbispora mesophila 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 


290086 Bacteria_16S 3022368 3022265 3 104 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

290086 Bacteria_16S 3076815 3076717 1 98 gi|219846871|ref|NR_026463.1| Rhizobium undicola 


strain ORS 992 16S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
290086 Bacteria_16S 3098047 3097944 3 104 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
290086 Bacteria_16S 3126558 3126459 1 99 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 125234 3126653 Hyphomicrobium 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
290086 Bacteria_16S 3252232 3252129 3 104 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 
290086 Bacteria_16S 3741421 3741318 3 104 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 
290086 Bacteria_16S 3742884 3742781 3 104 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 


Ww 


290086 Bacteria_16S 


strain 104 


290086 Bacteria_16S 


290086 Bacteria_16S 


Deinococcus-Thermus; 
290086 Bacteria_16S 
strain 513A 16S r 


Spirochaetes; 


Burkholderia; 


Bacteria; 


Bacteroidetes; 


Spi 
290086 Bacteria_16S 
multivorans strai 
multivorans Bacte 
Bur 
290086 Bacteria_16S 
orbiscindens stra 
Firmicu 
290086 Bacteria_16S 
strain R-10 16S r 
Sp 
290086 Bacteria_16S 


3745814 3745711 3 104 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 
16S ribosomal RNA, partial sequence 3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
3747272 3747169 3 104 gi|219846403|ref|NR_025994.1| Nonomuraea angiospora 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
3879045 3878942 3 104 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 

13315 13214 3 104 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
ibosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
rochaetales; Brachyspiraceae; Brachyspira. 

21011 20913 1 98 gi|265679050|ref|NR_029358.1| Burkholderia 
n Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
kholderia cepacia complex. 

24058 23976 1 82 gi|265679048|ref|NR_029356.1| Clostridium 
in 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

133355 133253 4 104 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
ibosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
hingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

238808 238710 1 98 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
6S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 


strain P 1-22-1 1 
Proteobacteria; 


Bacteria; 


Proteobacteria; 
complex. 


290086 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


290086 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
290086 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


290086 Bacteria_16S 


strain HTCC2597 1 


B 
290086 Bacteria_16S 
pyrrocinia strain 
Proteob 
Burkholderia cepa 
290086 Bacteria_16S 
strain 717 16S ri 
B 


etaproteobacteria; Burkholderiales; Bu 
240355 240257 1 98 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

241941 241843 1 98 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


340845 340748 1 97 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
357088 356990 1 98 
ribosomal RNA, partial sequence 


gi 


Pediococ 
gi 


Sphingomonadales; 

373497 373399 1 98 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 
379586 379488 2 


99 gi 


240595 24207 


339450 34088 


355741 35715 


6S ribosomal RNA, partial sequence 378266 37969 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 
265678831 


cus. 
265678818 


Sphingomon 
265678806 
quence 
teria; Sph 


265678802 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
290086 Bacteria_16S 465767 465669 1 98 gi| 265678741 
strain AU476 16S ribosomal RNA, partial sequence 464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
290086 Bacteria_16S 584734 584636 1 98 gi| 265678663 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Paracoccus. 

290086 Bacteria_16S 716264 716166 1 98 gi| 265678571 
strain TH-3 16S ribosomal RNA, partial sequence 714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
290086 Bacteria_16S 743887 743789 1 98 gi| 265678551 
strain 3-p 16S ribosomal RNA, partial sequence 742578 74395 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
290086 Bacteria_16S 768784 768686 1 98 gi| 265678534 
strain J1 16S ribosomal RNA, partial sequence 767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
290086 Bacteria_16S 834795 834697 1 98 gi| 265678490 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequen 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sp 
Zymomonas. 

290086 Bacteria_16S 836297 836199 1 98 gi| 265678489 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial seque 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacte 
Sphingomonadaceae; Zymomonas. 

290086 Bacteria_16S 851260 851162 1 98 gi| 265678479 


strain OS Hl 16S 
Firmicutes; Clost 


ribosomal RNA, partial sequence 
ridia; Clostridiales; 


Heliobacteriaceae; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


ceae; Burkholder 
ref|NR_029210.1 
7 240544 Burkho 


rkholderiaceae; 


ref |NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


Burkholderia cepacia 
cepacia Bacteria; 
ria; Burkholderia cepacia 


’ 


ref|NR_029136.1| Pediococcus parvulus 
5 Pediococcus parvulus Bacteria; 


ref |NR_029123.1 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_029111.1| Sphingomonas 
372149 373610 Sphingomonas 
ingomonadales; Sphingomonadaceae; 


Sphingopyxis terrae 


ref|NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 
aceae; Oceanicola. 

ref|NR_029046.1| Inquilinus limosus 

9 Inquilinus limosus Bacteria; 
llaceae; Inquilinus. 

ref|NR_028968.1] Paracoccus 

583422 584837 Paracoccus 
bacterales; Rhodobacteraceae; 


ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 
eae; Aminobacter 
ref|NR_028855.1| Rhodocista pekingensis 
0 Rhodocista pekingensis Bacteria; 


llaceae; Rhodocista. 
ref|NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 

ae; Devosia. 

ref|NR_028793.1| Zymomonas mobilis 
ce 833445 834896 Zymomonas mobilis 


Heliore 


hingomonadales; Sphingomonadaceae; 
ref|NR_028792.1| Zymomonas mobilis 
nce 834947 836398 Zymomonas 
ria; Sphingomonadales; 
ref|NR_028782.1| Heliorestis baculata 

849874 851358 Heliorestis baculata Bacteria; 
stis. 


290086 Bacteria_16S 909044 908946 1 98 
strain RE35F/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
290086 Bacteria_16S 940025 939927 1 98 gi 
strain BT-H1 16S ribosomal RNA, complete sequence 
Firmicutes; Clostridia; Clostridiales; 
290086 Bacteria_16S 957093 956995 1 98 gi 
salicylatoxidans strain BN12 16S ribosomal RNA, partial 
salicylatoxidans 
Pseudaminobacter. 
290086 Bacteria_16S 
yabuuchiae strain 
Bacteria; Proteobacteria; Alphaproteobacteria; 
290086 Bacteria_16S 1074462 1074364 1 98 gi 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; 
290086 Bacteria_16S 1078856 1078758 1 98 gi 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
290086 Bacteria_16S 1084833 1084735 1 98 gi 
strain Y 16S ribo 
Alphaproteobacteria; 
290086 Bacteria_16S 
witflariensis str 
witflariensis Bac 
Sphingopyxis. 
290086 Bacteria_16S 


gi 


1068553 1068455 1 98 gi 


Sphingomonadales; Sphingomonadacea 

1142426 1142328 1 98 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1221005 1220907 1 98 gi 


strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 12211 


Firmicutes; Lactobacillales; Carnobacteriaceae; Allofus 
290086 Bacteria_16S 1239272 12391741 98 gi 
niigataensis strain DSM7050 16S ribosomal RNA, partial 

niigataensis Bacteria; Proteobacteria; Alphaproteobacte 
290086 Bacteria_16S 1240788 1240690 1 98 gi 
aminovorans strain DSM7048 16S ribosomal RNA, partial s 
aminovorans Bacteria; Proteobacteria; Alphaproteobacter 
290086 Bacteria_16S 1317602 1317500 4 104 gi 
str. Twist 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
290086 Bacteria_16S 1360298 1360200 1 98 gi 
thailandensis strain E264 16S ribosomal RNA, partial se 
thailandensis E264 Bacteria; Proteobacteria; Betaproteo 
Burkholderia; pseudomallei group. 

290086 Bacteria_16S 1381444 1381346 1 98 gi 
silvestris strain BL2 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
290086 Bacteria_16S 1400931 1400833 1 98 gi 
RW1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
290086 Bacteria_16S 1414423 1414325 1 98 gi 
strain S-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 

290086 Bacteria_16S 1534290 1534192 1 98 gi 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteri 
Burkholderia; Burkholderia cepacia complex. 

290086 Bacteria_16S 1570345 1570247 1 98 gi 
lusatiensis strain S1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
290086 Bacteria_16S 1580951 1580853 1 98 gi 
americanum strain CFNEI 156 16S ribosomal RNA, partial 

americanum Bacteria; Proteobacteria; Alphaproteobacteri 
Sinorhizobium/Ensifer group; Sinorhizobium. 

290086 Bacteria_16S 1582461 1582363 1 98 gi 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, parti 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacte 
290086 Bacteria_16S 1956900 1956802 1 98 gi 
strain EDIV 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
290086 Bacteria_16S 


Sphingomonadales; 
1964624 1964526 1 98 gi 


907717 90916 


938639 94015 
Heliobacteriacea 


Bacteria; Proteobacteria; Alphaproteob 


Al-18 16S ribosomal RNA, partial sequ 
Sphingomonadales; 


Sphingomonadales; 


somal RNA, partial sequence 1083512 1084952 Sphin 


1316224 13177 


1399580 1401060 Sphin 


1413085 14145 


1955571 19570 


265678439 


Erythrobac 
265678419 


e; Heliore 
265678408 
sequence 
acteria; R 
265678332 
ence 10672 


265678328 
ence 10731 


265678324 
10775 
Sphingomon 
265678320 


e; Sphingo 
253680762 
quence 
eria; 


Sphi 
219878362 


tis. 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
228715851 


ales; Micr 
228720024 
quence 

bacteria; 


228717274 
ce 13801 
les; Beije 
228715353 


Sphingomon 
224581449 


Sphingomon 
219857425 
sequence 
a; Burkhol 


219878173 
ce 15690 
les; Phyll 
219878491 
sequence 

a; Rhizobi 


219878490 
al sequenc 
ria; Rhodo 
219878224 


Sphingomon 
219878219 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028721.1 


stis. 
ref|NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref|NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref|NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 


ref|NR_025501.1 


ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref|NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_027540.1 


ococcineae; Trop 
ref|NR_027587.1 
1358923 136041 
Burkholderiales; 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref |NR_027233.1 


adaceae; Sphingo 
ref|NR_025013.1 

1532915 153432 
deriales; Burkho 


ref|NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


, 


ref |NR_025629.1 
e 1581111 158256 
varius. 
ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref|NR_025358.1 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Sphingobium amiense 
acteria; Proteobacteria; 


Sphingopyxis 
7 Sphingopyxis 


hingomonadaceae; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Burkholderia 

0 Burkholderia 
Burkholderiaceae; 


Methylocella 

ocella silvestris BL2 
hylocella. 

Sphingomonas wittichii 
i RW1 Bacteria; 

monas. 

Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Burkholderia 
2 Burkholderia 
lderiaceae; 


Defluvibacter 

ibacter lusatiensis 

efluvibacter. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


Rhodovarius 
8 Rhodovarius 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Thiobacillus 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 


Thiobacillus. 


290086 Bacteria_16S 2016702 2016604 1 98 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

290086 Bacteria_16S 2114161 2114063 1 98 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

290086 Bacteria_16S 2118769 2118671 1 98 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

290086 Bacteria_16S 2152047 2151949 1 98 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

290086 Bacteria_16S 2159486 2159388 1 98 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

290086 Bacteria_16S 2338535 2338438 1 97 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 


strain BG29 16S ribosomal RNA, partial sequence 
Clostridia; 
290086 Bacteria_16S 


Firmicutes; 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


290086 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
290086 Bacteria_16S 2461575 2461477 1 98 gi| 219857409 |ref|NR_024997.1 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
290086 Bacteria_16S 2756399 2756301 1 97 gi| 219857149 |ref|NR_024777.1 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Therma 
ToBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacter 
290086 Bacteria_16S 2815126 2815024 4 104 gi| 219857107 |ref|NR_024735.1 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
290086 Bacteria_16S 2899390 2899288 4 104 gi| 219856857 |ref|NR_024676.1 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Microp 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Micropruina. 

290086 Bacteria_16S 2926842 2926744 1 98 gi|219856839|ref|NR_024658.1 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 292697 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
Paracoccus. 

290086 Bacteria_16S 2966116 2966018 1 98 gi|219856812|ref|NR_024631.1 
strain S37 16S ribosomal RNA, partial sequence 2964771 2966222 Sphingopyxis 


Proteobacteria; Alphaproteobacteria; 
290086 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


290086 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


290086 Bacteria_16S 


strain DSM 11603 
Proteobacteria; A 


290086 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


290086 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


290086 Bacteria_16S 


strain GY-1 16S r 
Deinococcus-Therm 


290086 Bacteria_16S 


strain DSM 3963 1 
Deinococcus-Therm 


290086 Bacteria_16S 


Sphingomonadales; 

2995059 2994961 1 98 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

3048293 3048195 1 98 gi 
ain GF112B 16S ribosomal RNA, partial 

teria; Firmicutes; Lactobacillales; Ae 
3106951 3106853 1 98 gi 
16S rib 
lphaproteobacteria; Rhizobiales; Phyll 
3128027 3127929 1 98 gi 
ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3129515 3129417 1 98 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


Sp 
qu 


ia 


se 
ro 


ob 


ue 
a; 


al 
ia 


3139899 3139797 4 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; 
3171900 3171798 1 


104 gi 


Thermaceae; M 


102 gi 


us; Deinococci; Deinococcales; Deinococc 


2337153 23386 


Clostridiales; Heliobacteriaceae; Heliobacterium. 
2458592 2458494 1 98 gi|219857411|ref|NR_024999.1 
n JSS-54 16S ribosomal RNA, partial sequence 2457264 245870 
ria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphi 
2460083 2459985 1 98 gi|219857410|ref|NR_024998.1 
ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas 


219846927 


219846890 
219846851 
osomal RNA, partial sequence 3105629 31070 


219846837 


219846836 


219846829 
3138565 31400 


219846807 
6S ribosomal RNA, partial sequence 3170548 31720 


hingomonadaceae; Sphingo 
ref|NR_026519.1 
2993732 299516 


iales; Rhizobiac 


ence 
Rhizob 


, 


ref |NR_026482.1 

3046902 304840 
e; Facklamia. 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026429.1 
126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


quence 
coccacea 


acteriac 


Ww 


nce 
Rhizobi 


sequenc 
Rhizob 


’ 


ref|NR_026421.1 


eiothermus. 


ref |NR_026399.1 


aceae; Deinococcus. 


3209897 3209799 1 98 gi 


219846782 


51 Heliobacterium undosum Bacteria; 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 

Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Micropruina 

ruina glycogenica 
Nocardioidaceae; 


Paracoccus 
1 Paracoccus 


hodobacteraceae; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Agrobacterium 
8 Agrobacterium 
eae; 


Facklamia 
3 Facklamia 


Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Hyphomicrobium 

1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 

6 Hyphomicrobium 
obiaceae; 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


ref |NR_026374.1 


Sphingomonas mali 


strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 


Proteobacteria; A 


lphaproteobacteria; Sphingomonadales; Sp 


hingomonadaceae; 


Sphingomonas. 


290086 Bacteria _1 


strain IFO 15498 


strain LMG 2142 1 


6S 3211389 32112911 98 gi 
Sphingomonadales; 
6S 3262745 3262647 1 98 gi 
Sphingomonadales; 
6S 3312885 3312787 1 98 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 
6S 3579688 3579590 1 98 gi 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


6S 3601274 36011761 98 gi 


219846781 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
290086 Bacteria_1 


Sp 
219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
290086 Bacteria 1 
strain BN6 16S ri 
Proteobacteria; Alphaproteobacteria; 
290086 Bacteria 1 
aggregatus strain 
aggregatus Bacter 
290086 Bacteria 1 


Sp 
219846712 


3311548 33129 
hingomon 


Sp 
219846523 

sequence 

a; 
219846506 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 


Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosig 
290086 Bacteria_1 


6S 3604323 3604225 1 98 gi 


ranulum. 
219846504 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 36044 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Sinorhizobium. 


290086 Bacteria_16S 
strain H152 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
290086 Bacteria_16S 
parapertussis str 


parapertussis Bac 


290086 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; 


Spirochaetales; S 


290086 Bacteria_16S 
strain Karp 16S r 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
290086 Bacteria_16S 
strain OP 16S rib 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
290086 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


290086 Bacteria_16S 


strain KLB 16S ri 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


290086 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
290086 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


290086 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


290086 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


290086 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


290086 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


290086 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


Spi 
290086 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


3657224 3657126 1 98 
ibosomal RNA, partial sequence 


gi 


3806059 3805959 1 100 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3915801 3915703 3 100 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3917217 3917119 3 100 gi 


pirochaetaceae; Borrelia; Borrelia bur 
3935591 3935497 5 98 gi 
ibosomal RNA, partial sequence 


3942855 3942757 1 
osomal RNA, partial sequence 


98 gi 


3944316 3944218 1 98 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3948701 3948603 1 98 gi 
bosomal RNA, partial sequence 


3966672 3966574 1 98 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3995972 3995874 1 98 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3997463 3997365 1 98 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


3998957 3998859 1 98 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


4001881 4001783 1 98 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


4036834 4036736 1 98 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
4135022 41349241 98 gi 
in BC74171 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


biaceae; S 


219846467 


3655877 36573 


biaceae; 
219846359 
uence 

ria; Burkh 
219846284 


3914434 39158 


; Borrelia 
219846283 


3915851 3917216 Borre 


gdorferi g 
219846270 


3934247 39357 


kettsiacea 
219846264 


3941522 39429 


Acetobacte 
219846263 
nce 39429 
rillales; 

219846260 


3947368 39487 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
290086 Bacteria_16S 


Acetobacte 
219846248 
sequence 
a; Sphingo: 


219846228 


3994645 39960 


Erythrobac 
219846227 
uence 

a; Sphingo: 


219846226 
quence 
ia; Sphing 


219846224 
uence 
a; Sphingo: 


219846199 
ence 40355 
onadales; 
219846124 
sequence 
ria; Rhodo 


4193514 4193432 1 82 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 


219846080 
41921 


Bacteroidaceae; 


hingomon 


hingomon 


Rhizobi 


R 


ref|NR_026373.1| Sphingomonas pruni 
03 Sphingomonas pruni Bacteria; 
adaceae; Sphingomonas. 
ref |NR_026338.1| Sphingomonas trueperi 
78 Sphingomonas trueperi Bacteria; 
adaceae; Sphingomonas. 
ref|NR_026304.1| Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
adaceae; Sphingobium. 
ref|NR_026115.1] Blastobacter 

3578376 3579789 Blastobacter 
ales; Bradyrhizobiaceae; Blastobacter. 
ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026059.1| Rhizobium giardinii 

53 Rhizobium giardinii Bacteria; 

hizobium/Agrobacterium group; Rhizobium. 

ref|NR_025950.1] Bordetella 

3804660 3806123 Bordetella 

olderiales; Alcaligenaceae; Bordetella. 

ref|NR_025874.1| Borrelia tanukii 

00 Borrelia tanukii Bacteria; 

burgdorferi group. 

ref|NR_025873.1| Borrelia turdi strain 

lia turdi Bacteria; Spirochaetes; 

roup. 

ref|NR_025860.1| Orientia tsutsugamushi 

05 Orientia tsutsugamushi Bacteria; 

e; Rickettsieae; Orientia. 

ref|NR_025854.1| Acidiphilium rubrum 

34 Acidiphilium rubrum Bacteria; 

raceae; Acidiphilium. 

ref |NR_025853.1| Acidiphilium 

85 3944397 Acidiphilium organovorum 

Acetobacteraceae; Acidiphilium. 

ref|NR_025850.1| Acidiphilium angustum 

80 Acidiphilium angustum Bacteria; 

raceae; Acidiphilium. 

ref |NR_025838.1| Novosphingobium 
3965346 3966788 Novosphingobium 

monadales; Sphingomonadaceae; 


, 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
NR_025817.1 
3996136 399757 
monadales; Eryth 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025714.1 
133716 413512 
bacterales; Rhod 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Paracoccus 

3 Paracoccus 
obacteraceae; 


rs 


ref|NR_025670.1| Bacteroides capillosus 
39 4193621 Bacteroides capillosus 
Bacteroides. 


290086 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


290086 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


290086 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


290086 Bacteria_16S 


strain 22 16S rib 


17899 17802 1 97 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

84457 84360 1 97 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
somal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
ridiales; Ruminococcaceae; Anaerofilum. 

87484 87387 1 97 gi|265679005|ref|NR_029313.1| Anaerofilum 
ain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
teria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

201966 201869 1 97 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
osomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
290086 Bacteria_16S 270535 270438 1 97 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
290086 Bacteria_16S 288693 288592 1 100 gi|265678868|ref|NR_029174.1| Mycoplasma felis 
strain ATCC 23391 16S ribosomal RNA, partial sequence 287341 288773 Mycoplasma felis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
290086 Bacteria_16S 299365 299268 4 100 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
290086 Bacteria_16S 310105 310008 1 97 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
290086 Bacteria_16S 311595 311502 1 93 gi|265678853|ref|NR_029159.1| Borrelia japonica 


strain HO14 16S r 
Spirochaetes; Spi 


290086 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


290086 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


290086 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


290086 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


290086 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


290086 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


290086 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


290086 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


290086 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


290086 Bacteria_16S 


Mi268 16S ribosom 
Lactobacillales; 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


290086 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


290086 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


Weissella. 
290086 Bacteria_16S 


ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
411941 411844 1 97 gi 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
473457 473360 1 97 gi 
ribosomal RNA, partial sequence 
bacillales; Weissella. 
804236 804135 1 100 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
808831 808738 9 100 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; Lactobacillaceae 
833302 833205 1 97 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
981478 981377 1 100 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
997115 997018 1 97 gi 
ribosomal RNA, complete sequence 


, 


ue 
ba 


gi 


e 


i 
nc 
E 


ce 
ob 


1337508 1337403 1 104 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


eq 
eo 


1435974 1435877 1 97 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1844586 1844489 1 97 gi 
S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 


en 
ni 


Isobacu 


290086 Bacteria_16S 


1858059 1857962 1 97 


gi 


310195 31168 


265678780 


265678736 


472041 47353 


265678510 


802889 80433 


265678507 


265678491 


265678390 


265678380 
995703 99724 


bacillales; Carnobacteriaceae; Granulicatella. 

1064092 1063995 1 97 gi|265678335|ref|NR_028637.1 
n TA-67 16S ribosomal RNA, partial sequence 1062699 106423 
ria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacill 

1169644 11695401 104 gi| 228719827 |ref|NR_027585.1 
1293 16S ribosomal RNA, partial sequence 1168243 1169775 Spiroc 
pirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

1288876 1288779 1 97 gi|219846052|ref|NR_025642.1 
al RNA, partial sequence 1287447 1289004 Weissella soli Bacter 


228721486 


224581431 


219878306 
1843183 18446 
lum. 

219878296 


Borrelia burgdorferi gro 
ref|NR_029085.1 

410506 412073 
e; Lactobacillu 


ref|NR_029041.1 


nce 
cillacea 


n 


ref|/NR_028813.1 


ref |NR_028810.1 
2 808917 Lactob 
illus. 

ref |NR_028794.1 
6 833394 Entero 
cus. 
ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref |NR_028682.1 


80741 
Lactobac 


e 83188 
nterococ 


98009 
acterale 


ref|NR_027609.1 
1336206 133758 
Rhodobacterale 


uence 
bacteria 


, 


ref|NR_027213.1 
76 1436085 Paenib 


ref 


ce 14345 
bacillus 
NR_025445.1 


ref 


7 Borrelia japonica Bacteria; 


up. 
Lactobacillus 
Lactobacillus 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Lactobacillus 
acillus ingluviei 


Enterococcus 
coccus moraviensis 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Spirochaeta 
haeta smaragdinae DSM 


Weissella soli strain 
ia; Firmicutes; 
Phaeobacter 

7 Phaeobacter 


s; Rhodobacteraceae; 


Paenibacillus 
acillus antarcticus 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


NR_025435.1 


Trichococcus palustris 


strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 


Firmicutes; Lacto 


bacillales; Carnobacteriaceae; Trichococ 


cus. 


290086 Bacteria_16S 1881017 1880920 1 97 gi| 219878279 |ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

290086 Bacteria_16S 1909701 1909604 1 97 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

290086 Bacteria_16S 1943238 1943141 1 97 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

290086 Bacteria_16S 1984432 1984331 1 101 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

290086 Bacteria_16S 1986016 1985915 1 101 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

290086 Bacteria_16S 2033048 2032951 1 97 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

290086 Bacteria_16S 2170222 2170125 1 97 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

290086 Bacteria_16S 2200530 2200429 1 100 gi|219857599|ref|NR_025187.1| Mycoplasma mustelae 
strain MX9 16S ribosomal RNA, partial sequence 2199190 2200637 Mycoplasma mustelae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 2202041 2201940 1 100 gi|219857598|ref|NR_025186.1| Mycoplasma moatsii 
strain MK405 16S ribosomal RNA, partial sequence 2200688 2202148 Mycoplasma moatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 2206561 2206460 1 100 gi|219857595|ref|NR_025183.1| Mycoplasma 
gallopavonis strain WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycoplasma gallopavonis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 2209588 2209487 1 100 gi|219857593|ref|NR_025181.1| Mycoplasma cynos 
strain H831 16S ribosomal RNA, partial sequence 2208244 2209695 Mycoplasma cynos Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 2217114 2217013 1 100 gi|219857588|ref|NR_025176.1| Mycoplasma anatis 
strain 1340 16S ribosomal RNA, partial sequence 2215772 2217221 Mycoplasma anatis Bacteria; 


Tenericutes; Moll 
290086 Bacteria_1 
strain 105 16S ri 
Tenericutes; Moll 
290086 Bacteria_1 
sulfidophilum str 
sulfidophilum Bac 
290086 Bacteria_1 
strain E42 16S ri 
Tenericutes; Moll 
290086 Bacteria_1 
equigenitalium st 
equigenitalium Ba 
290086 Bacteria_16S 
viterbiensis stra 
viterbiensis Bact 
290086 Bacteria_16S 
W94-11374-1 16S ribosomal RNA, partial 
Strept 


didelphis strain 


didelphis Bacteri 
290086 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


290086 Bacteria_16S 
cinnamivorans str 


cinnamivorans Bac 


290086 Bacteria_16S 
train WW2-SN4a 16S ribosomal RNA, part 


olivapovliticus s 
olivapovliticus B 


290086 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


290086 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 
6S 2279802 2279697 1 104 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2340084 2339987 1 97 gi 
ain BR4 16S ribosomal RNA, 
teria; Firmicutes; Clostridia; 

6S 2365980 2365875 1 104 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
6S 2367490 2367385 1 104 gi 


gi 


2406886 2406789 1 97 gi 


eria; Firmicutes; Clostridia; 
2417770 2417674 1 97 gi 
Firmicutes; Lactobacillales; 
2426979 2426882 1 97 
ribosomal RNA, partial sequence 
lales; Planococcaceae; 
2431244 2431163 1 


a; 
gi 


Viridibacillus. 

81 gi 
teria; Firmicutes; Clostridia; 
2449566 2449469 1 97 gi 
acteria; Firmicutes; Lactobacillales; 
2479650 2479545 1 104 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481159 2481054 1 104 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2278443 22799 


complete se 
Clostri 

2364627 23660 
rain T37 16S ribosomal RNA, partial se 


cteria; Tenericutes; Mollicutes; Mycop 


in JW/MS-VS5 16S ribosomal RNA, partia 
Clostrid 


2425586 24269 


ain CIN1 16S ribosomal RNA, partial se 
Clostri 


2478295 24797 


219857547 


219857502 
quence 

diales; He 
219857483 


219857482 
quence 

lasmatacea 
219857456 
1 sequence 
iales; Clo 
219857448 
sequence 
ococcaceae 
219857441 


219857437 
quence 

diales; Ru 
219857420 
ial sequen 
Carnobacte 
219857397 


219857396 


mino 


ce 2448175 24496 


ref|NR_025135.1 


ref |NR_025090.1 

2338702 234021 
liobacteriaceae; 
ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref |NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025029.1 


ref|NR_025025.1 

2429869 243135 
coccaceae; P 
NR_025008.1 
8 
eae; Alkalib 
NR_024985.1 


ref 


riac 
ref 


ref 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Caloramator 

6 Caloramator 
oramator. 
Streptococcus 
5 Streptococcus 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Papillibacter 

9 Papillibacter 
apillibacter. 
Alkalibacterium 

1 Alkalibacterium 
acterium. 

Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


NR_024984.1 


Mycoplasma falconis 


2479798 2481265 Mycoplasma falconis Bacteria; 


290086 Bacteria_16S 
strain PG13 16S r 
Tenericutes; Moll 
290086 Bacteria_16S 
strain M432/72 16 
Tenericutes; Moll 
290086 Bacteria_16S 
strain 1219 16S r 
Tenericutes; Moll 


2487211 2487106 1 104 
ibosomal RNA, partial sequence 


2490237 2490132 1 104 
S ribosomal RNA, partial sequence 


2491748 2491643 1 104 
ibosomal RNA, partial sequence 


290086 Bacteria_16S 2591780 2591683 1 97 gi| 219857274 
strain ATCC 43198 16S ribosomal RNA, partial sequence 25903 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
290086 Bacteria_16S 2708621 2708520 1 100 gi| 219857183 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Camp 
Hydrogenimonas. 

290086 Bacteria_16S 2723568 27234711 97 gi| 219857173 
pomorum strain 3A 16S ribosomal RNA, partial sequence 27221 


Bacteria; 
290086 Bacteria_16S 
psychrotolerans s 
psychrotolerans Bacteria; 
290086 Bacteria_16S 
cycloheptanicus s 
cycloheptanicus B 
290086 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
290086 Bacteria_16S 
strain DSM 10022 


2732781 2732684 1 97 
Firmicutes; 


2786613 2786516 1 97 


2878207 2878110 1 97 
Firmicutes; Bacillales; 


3231021 3230924 1 97 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 
290086 Bacteria_16S 3241723 3241626 1 97 gi| 219846760 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 32418 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrac 
290086 Bacteria_16S 3302302 3302202 1 100 gi| 219846720 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blaut 
Clostridia; Clostridiales; Blautia. 

290086 Bacteria_16S 3352428 3352331 4 99 gi| 219846683 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
290086 Bacteria_16S 3411863 3411766 1 97 gi| 219846637 
strain ATCC 33048 16S ribosomal RNA, partial sequence 34104 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
290086 Bacteria_16S 3538533 3538436 1 97 gi|219846551 


strain DSM 8722 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
290086 Bacteria_16S 3540104 3540007 1 97 
strain DSM 8721 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
290086 Bacteria_16S 3543231 35431341 97 
strain DSM 8716 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
290086 Bacteria_16S 3704301 3704196 1 104 
anatipestifer str 
anatipestifer Bacteria; Bacteroidetes; 
290086 Bacteria_16S 3756327 3756226 1 100 
strain PG43 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
290086 Bacteria_16S 
acrylicus strain 
Bacteria; Proteob 
290086 Bacteria_16S 


3766921 3766825 6 102 


3784967 3784866 1 100 


icutes; Mycoplasmataceae; Mycoplasma. 


icutes; Mycoplasmataceae; Mycoplasma. 


icutes; Mycoplasmataceae; Mycoplasma. 


Firmicutes; Bacillales; Alicyclobacillaceae; 


train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicycl 


DSM4771 16S ribosomal RNA, partial sequence 
Bacillaceae; 


16S ribosomal RNA, partial sequence 3229651 32311 


ain ATCC 11845 16S ribosomal RNA, part 
Flavobacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 


W218 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovib 


gi| 219857392 
2485849 24873 


gi| 219857390 
2488881 24903 


gi| 219857389 
2490394 24918 


Alicycloba 
219857166 
sequence 
Carnobacte 
219857126 
ial sequen 
obacilla 
219856873 


gi 


gi 


gi 


Salimic 


gi|219846767 


3537139 35386 


gi|219846550 
3538695 35402 


gi|219846548 
3541838 35433 


219846434 
ial sequen 
Flavobacter 
gi| 219846395 
3754983 37564 


gi 


219846387 
37655 
rionales 
219846374 


gi 


gi 


leonicaptivi stra 
Bacteria; Teneric 


strain ATCC 29543 
Bacteria; Proteob 


290086 Bacteria_16S 
strain DD 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


290086 Bacteria_16S 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 


in 3L2 16S ribosomal RNA, partial sequ 


3818328 3818227 1 100 gi 
16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
3859127 3859026 1 100 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
3869808 3869707 1 100 gi 


utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
290086 Bacteria_16S 


3857775 38592 


ence 37836 


219846351 
38169 
obacterale 
219846323 


ref|NR_024980.1 


ref |NR_024978.1 


ref|NR_024977.1 


ref |NR_024905.1 


ref|NR_024811.1 
2707242 270866 
ylobacterales; 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024794.1 

2731401 273285 
riaceae; Marinil 
ref|NR_024754.1 
ce 2785219 278673 
ceae; 
ref|NR_024692.1 

2876799 287831 
robium. 
ref |NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026352.1 


hium. 
ref |NR_026312.1 
ia schinkii Bact 
ref|NR_026275.1 
; Microbacteriac 
ref|NR_026229.1 
52 3411955 Dialis 


Dialister. 
ref|NR_026143.1 


ref|NR_026142.1 


ref|NR_026140.1 


ref |NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_025986.1 


ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref|NR_025965.1 
21 3785045 Mycopl 


ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref|NR_025913.1 


219846316 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Enterococcus cecorum 


79 2591887 Enterococcus cecorum Bacteria; 


Hydrogenimonas 
3 Hydrogenimonas 


Hydrogenimonaceae; 


Alicyclobacillus 
lobacillus pomorum 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 

Alicyclobacillus 
5 Alicyclobacillus 


Alicyclobacillus. 


Salimicrobium 
5 Salimicrobium 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Blautia schinkii 
eria; Firmicutes; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Dialister pneumosintes 
ter pneumosintes 


Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Bacillus clausii 


42 Bacillus clausii Bacteria; 


Riemerella 

0 Riemerella 

eriaceae; Riemerella. 
Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Mycoplasma 

asma leonicaptivi 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


ref|NR_025906.1 


Arcobacter 


3868419 3869879 Arcobacter nitrofigilis 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 


290086 Bacteria_16S 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


Arcobacter. 


290086 Bacteria_16S 


strain RT4. 
Firmicutes; 


3871320 3871219 1 


3880587 3880490 1 
Bl 16S ribosomal RNA, 
Clostridia; 
290086 Bacteria_16S 


Clostridiales; 
3885278 3885177 1 


100 


97 


100 


strain BVl 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


290086 Bacteria_16S 
laevolacticus strain M-8 16S ribosomal RNA, 
laevolacticus Bacteria; 
290086 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; 


3959152 3959055 1 


Firmicutes; 


Bacillaceae; 


4173639 4173542 1 


97 


97 


Bacillus. 
97 


gi 


gi 


complete sequence 3879197 38807 
Clostridiaceae; 


gi 
38 


gi 


complete sequence 
Bacillales; 
4103179 4103082 1 
ribosomal RNA, partial sequence 
Bacillales; 
290086 Bacteria_16S 


gi 
41 


gi 


219846315 


219846309 


219846306 
83911 38853 


219846253 


Sporolactobacillaceae; 


219846151 
01786 41031 


219846098 


Campylobacterales; 


Caloramator. 


NR_025905.1]| Arcobacter 
3869930 3871391 Arcobacter 
Campylobacteraceae; 


ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 


ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref |NR_025843.1| Sporolactobacillus 

3957761 3959244 Sporolactobacillus 
Sporolactobacillus. 
ref|NR_025741.1| Bacillus patagoniensis 
87 Bacillus patagoniensis Bacteria; 
Garciella 


ref|NR_025688.1 


nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 


nitratireducens Bacteria; 
290086 Bacteria_16S 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 
amylolyticus Bacteria; 
290086 Bacteria_16S 


Firmicutes; 
30182 30082 


Firmicutes; 
111887 111783 


Clostridia; 
1 100 


Lactobacillales; 


1 104 


strain BR 16S ribosomal RNA, partial sequence 


Spirochaetes; 


Firmicutes; 


strain B7-43 16S 


satelles Bacteria; 
strain ASpGl1 16S 
Spirochaetes; 
strain LMG 18819 


strain LMG 18106 


strain LMG 16407 


lecithinolyticum 
lecithinolyticum 


Actinobacteria; 


strain L1-82 16S 
Bacteria; 


Spirochaetales; 
290086 Bacteria_16S 
1787 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
290086 Bacteria_16S 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequenc 
aminovalericum Bacteria; 
290086 Bacteria_16S 


Spirochaetales; 
290086 Bacteria_16S 


Bacteria; 
290086 Bacteria_16S 
strain VPI 0546 16S ribosomal RNA, 
Coriobacteridae; 
290086 Bacteria_16S 
schleiferi subsp. coagulans strain GA 211 16S ribosomal 

Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
290086 Bacteria_16S 


Firmicutes; 
290086 Bacteria_16S 

strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
290086 Bacteria_16S 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 
intestinalis Bacteria; 
290086 Bacteria_16S 

submarinus strain 6N 16S ribosomal RNA, partial sequence 


185052 184952 


189723 189623 


Firmicutes; 


363117 363017 


784302 784202 


793476 793372 


893623 893523 


895158 895058 


896693 896593 


1207557 1207465 


1264746 1264642 


1290335 1290231 


1319171 1319071 


1384490 1384390 


Clostridia; Clo 


1725937 1725853 


1838356 1838256 


Firmicutes; 
2103643 2103543 


Clostridia; 


Spirochaetes; 


1 100 


1 100 


Clostridia; 
1 100 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
290086 Bacteria_16S 
satelles strain VPI D143K-13 16S ribosomal RNA, partial 
Firmicutes; 
290086 Bacteria_16S 


1 100 


1 104 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


1 100 


1 100 


1 100 


9 100 


1 104 


1 104 


1 100 


1 100 


ribosomal RNA, partial sequence 


stridiales; 
17 100 


1 100 


Lactobacillales; 


1 100 


Clostridiales; 


gi 


gi 
11 


Spirochaetaceae; Treponema. 


gi 


183663 185179 Clost 
Clostridiaceae; 


gi 


Clostridiales; C 


gi 
36 


gi 


Clostridiales; 


gi 


792094 79356 
Spirochaeta. 


gi 


16S ribosomal RNA, partial sequence 892248 89373 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
290086 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 893783 89526 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
290086 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 895318 89680 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
290086 Bacteria_16S 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; 
290086 Bacteria_16S 
ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales; 


gi 


gi 


gi 


complete sequence 1289055 12904 
Coriobacteriales; 


gi 


gi 


1383100 13845 
Lachnospiraceae; 


gi 


gi 


gi 


Lactobacillac 


Coriobacterine 


Lactobacillac 


265679044 
265678988 
0499 11199 
265678940 
Clostridiu 
265678937 
265678813 
1716 36321 
265678523 
sequence 


Lachnos 
265678517 


265678449 


265678448 


265678447 


228715354 


12061 


219846655 

sequence 
Spirocha 

219846501 


228715349 
RNA, part 
228716944 


219878391 


219878310 


Desulfovibrionaceae; 


Eubacteriaceae; Garciella. 


ref |NR_029352.1| Lactobacillus 

28769 30312 Lactobacillus 
eae; Lactobacillus. 
ref|NR_029296.1| Treponema maltophilum 
2 Treponema maltophilum Bacteria; 
ref|NR_029248.1| Clostridium nexile DSM 


ridium nexile DSM 1787 Bacteria; 


m. 
ref|NR_029245.1| Clostridium 
e 188349 189802 Clostridium 


lostridiaceae; Clostridium. 
ref|NR_029118.1| Desulfovibrio putealis 
3 Desulfovibrio putealis Bacteria; 
Desulfovibrio. 


ref|NR_028827.1| Shuttleworthia 

782926 784381 Shuttleworthia 
piraceae; Shuttleworthia. 
ref|NR_028820.1| Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


ref|NR_028751.1| Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 
ceae; Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 
ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 
ceae; Pandoraea. 
ref|NR_027526.1| Catenibacterium 

79 1207663 Catenibacterium mitsuokai DSM 
Erysipelotrichaceae; Catenibacterium. 
ref|NR_026247.1] Treponema 

1263357 1264835 Treponema 

etaceae; Treponema. 

ref|NR_026093.1| Atopobium parvulum 

02 Atopobium parvulum Bacteria; 


ae; Coriobacteriaceae; Atopobium. 
ref|NR_027521.1| Staphylococcus 
ial sequence 1317758 1319249 


Staphylococcus. 
ref|NR_027557.1| Roseburia intestinalis 
81 Roseburia intestinalis L1-82 
Roseburia. 


219878118 
21022 


ref|NR_025530.1| Comamonas kerstersii 

36 Comamonas kerstersii Bacteria; 

ae; Comamonas. 

ref|NR_025449.1| Lactobacillus 
1836949 1838461 Lactobacillus 

eae; Lactobacillus. 

ref|NR_025257.1| Desulfonauticus 


11 2103776 Desulfonauticus submarinus 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 


290086 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


Desulfovibrio. 


290086 Bacteria_16S 
azotonutricium st 
azotonutricium Ba 
290086 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; 


Clost 
290086 Bacteria_16S 
strain VP-5 16S r 


6S ribosomal RNA, partial sequence 22 


88984 22904 


ridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 
2539905 2539817 12 99 gi|219857351|ref|NR_024939.1 
ibosomal RNA, partial sequence 2538597 25399 


2164039 2163939 1 100 gi|219857626|ref|NR_025215.1 
rain AM13 16S ribosomal RNA, partial sequence 2162629 216416 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
2270660 2270560 1 100 gi|219857553|ref|NR_025141.1 
rain ZAS-9 16S ribosomal RNA, partial sequence 2269277 227073 
cteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema 
2290375 2290275 1 100 gi|219857539|ref|NR_025127.1 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Treponema 
9 Treponema 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

290086 Bacteria_16S 2574830 2574730 1 100 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

290086 Bacteria_16S 2922467 2922367 1 100 gi|219856842|/ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

290086 Bacteria_16S 3043714 3043614 1 100 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 


strain lacT 16S r 
Proteobacteria; D 


290086 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


290086 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


290086 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


ibosomal RNA, partial sequence 30 


rochaetales; 


Spirochaetaceae; Treponema. 


42319 30437 


95 Desulfovibrio 


zosterae Bacteria; 


eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
3090524 3090432 6 97 gi|219846862|ref|NR_026454.1| Granulicatella 
ain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 
3176476 3176372 2 104 gi|219846804|ref|NR_026396.1| Corynebacterium 
n DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
3205398 3205294 1 104 gi| 219846785 |ref|NR_026377.1| Treponema amylovorum 
ibosomal RNA, partial sequence 3204032 3205474 Treponema amylovorum Bacteria; 


290086 Bacteria_16S 3317486 3317382 1 104 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
290086 Bacteria_16S 3527844 3527745 1 100 gi|219846558|ref|NR_026150.1]| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
290086 Bacteria_16S 3789428 3789332 3 98 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 
290086 Bacteria_16S 3833513 3833416 1 97 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
290086 Bacteria_16S 4065442 4065342 1 100 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
290086 Bacteria_16S 43658 43555 e) 104 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
290086 Bacteria_16S 76991 76892 4 102 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 
290086 Bacteria_16S 85944 85841 3 104 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
290086 Bacteria_16S 90430 90331 1 99 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
290086 Bacteria_16S 104325 104222 3 104 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 
290086 Bacteria_16S 118147 118044 3 104 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
290086 Bacteria_16S 269051 268948 3 104 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 


cremea subsp. 


Streptosporangineae; Thermomonosporaceae; Actinomadura. 


290086 Bacteria_16S 
strain B 16S ribo 
Alphaproteobacteria; 
290086 Bacteria_16S 
castelarensis str 
castelarensis Bac 
Streptomycetaceae; 
290086 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
Corynebacteriacea 
290086 Bacteria_16S 
strain YIM 31530 


290086 Bacteria_16S 
caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 
290086 Bacteria_16S 
strain FI-0169 16 


Mycobacterium avi 
290086 Bacteria_16S 
aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 
290086 Bacteria_16S 
glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 
290086 Bacteria_16S 
strain B22P3 16S 


290086 Bacteria_16S 
cangkringensis st 
cangkringensis Ba 
Streptomycetaceae; 
290086 Bacteria_16S 
appendicis strain 
appendicis Bacter 
Corynebacteriacea 
290086 Bacteria_16S 
melanosporofacien 
melanosporofacien 
Streptomycetaceae; 
290086 Bacteria_16S 
suicloacalis stra 
suicloacalis Bacteria; 
290086 Bacteria_16S 

paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 
290086 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
290086 Bacteria_16S 
strain AC 615 16S 


eria; 


290086 Bacteria_16S 
subroseum strain 
subroseum Bacteri 
Streptosporangiaceae; 
290086 Bacteria_16S 
strain IEGM 16S r 


290086 Bacteria_16S 
strain 213E 16S r 


290086 Bacteria_16S 


Rhodobacterales; 


351233 351134 1 


369007 368904 3 


428964 428861 3 


462753 462650 3 


510310 510207 3 


531594 531491 3 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
um complex (MAC). 


553027 552924 3 


580164 580061 3 


599627 599524 3 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


601157 601054 3 


608830 608727 3 


657480 657377 3 


773447 773348 1 


Firmicutes; 
778107 778004 3 


807241 807142 1 


Thermodesulfobacteria; 


erium. 


839286 839183 3 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


875550 875447 3 


Streptosporangium. 
918416 918313 3 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


919981 919878 3 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1091038 1090935 3 


99 gi 


104 gi 


ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


104 gi 


in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 


104 gi 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


104 gi 


106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


104 gi 


53 


104 gi 


613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


rain D13P3 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


e; Corynebacterium. 


s strain NRRL B-12234 16S ribosomal RN 


somal RNA, partial sequence 349928 351312 Parac 
Rhodobacteraceae; 


265678712 
quence 
inomycetal 


265678698 
0243 53169 
nebacterin 


265678684 
e 55170 


ionibacter 


ineae; Nocardio 
ref|NR_029017.1 

508981 510331 
es; Corynebacter 
ref|NR_029003.1 
4 Mycobacterium 
eae; Mycobacteri 


ref |NR_028989.1 
3 553077 Coryne 


rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678824 |ref|NR_029129.1| Paracoccus kocurii 
occus kocurii Bacteria; Proteobacteria; 

Paracoccus. 

265678809|ref|NR_029114.1| Streptomyces 

sequence 367645 369119 Streptomyces 

e; Actinomycetales; Streptomycineae; 
265678769|ref|NR_029074.1| Corynebacterium 
sequence 427586 429077 Corynebacterium 

; Actinomycetales; Corynebacterineae; 
265678743|ref|NR_029048.1| Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
2 


daceae; Kribbella. 
Corynebacterium 
Corynebacterium 
ineae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Corynebacterium 
bacterium aquilae 


ales; Corynebacterineae; Corynebacteriaceae; 
104 gi|265678666|ref|NR_028971.1| Corynebacterium 
sequence 578821 580286 Corynebacterium 
inomycetales; Corynebacterineae; 
104 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
598291 599761 Streptomyces javensis Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
104 gi|265678652|ref|NR_028957.1| Streptomyces 
sequence 599812 601293 Streptomyces 
ae; Actinomycetales; Streptomycineae; 
104 gi| 265678646 |ref|NR_028951.1| Corynebacterium 
al sequence 607486 608955 Corynebacterium 
Actinomycetales; Corynebacterineae; 
104 gi|265678612|ref|NR_028917.1| Streptomyces 
AA, partial sequence 656132 657614 Streptomyces 


s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 


in PPC79 16S ribosomal RNA, partial se 
Lactobacillales; 


train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


donia. 


in 7 16S ribosomal RNA, partial sequen 


eridae; Ac 

98 gi| 265678531 
quence 

Carnobacteria 

104 gi| 265678528 

sequence 

dae; Actin 

99 gi| 265678508 

ce 80584 

Thermodesulfobacter 

104 gi|265678487 


104 gi 


CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Actinomycet 


104 gi 


104 gi 


104 gi 


837961 83941 
Stre 


917039 91855 
Cory 


918602 92011 
Cory 


ptosporang 
265678462 
uence 


265678433 


nebacterin 
265678432 


nebacterin 


tinomycetales; S 
ref |NR_028835.1 

772034 773579 
ceae; Atopostipe 
ref |NR_028832.1 

776745 778221 
omycetales; Cory 


ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 
ref |NR_028790.1 
ineae; Streptosp' 
ref|NR_028765.1 


874217 875635 
ales; Streptospo 


v 


ref |NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


eae; Gordoniacea 


265678316 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


treptomycineae; 


Atopostipes 
Atopostipes 
Ss. 

Gordonia 
Gordonia 
nebacterineae; 


Thermodesulfobacterium 
desulfobacterium 


ulfobacteriaceae; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Streptosporangium 
Streptosporangium 
rangineae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 


ref|NR_028618.1 
1089685 109113 


Nonomuraea 
7 Nonomuraea 


roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Nonomuraea. 


Streptosporangineae; 


290086 Bacteria_16S 1096979 1096880 1 98 gi| 265678312 |ref|NR_028614.1| Acetobacter 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 1095628 1097070 Acetobacter 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 
290086 Bacteria_16S 1107577 1107474 3 104 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 
290086 Bacteria_16S 1109123 1109020 3 104 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 
290086 Bacteria_16S 1131809 1131706 3 104 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
290086 Bacteria_16S 1162091 1161988 3 104 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 
290086 Bacteria_16S 1257254 1257151 3 104 gi|219857144|ref|NR_024772.1| Corynebacterium 
efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
290086 Bacteria_16S 1263203 1263100 3 104 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 
strain CBS 107.95 16S ribosomal RNA, partial sequence 1261851 1263306 Dietzia natronolimnaea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 
290086 Bacteria_16S 1281180 1281077 3 104 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 
290086 Bacteria_16S 1300740 1300637 3 104 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
290086 Bacteria_16S 1308428 1308325 3 104 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1426677 1426574 3 104 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1428242 1428139 3 104 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1432917 1432818 1 99 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
290086 Bacteria_16S 1451268 1451165 3 104 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
290086 Bacteria_16S 1475279 1475176 3 104 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1489111 1489008 3 104 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1490655 1490552 3 104 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
290086 Bacteria_16S 1529692 1529589 3 104 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 
290086 Bacteria_16S 1531204 1531101 3 104 gi|219857433|ref|NR_025021.1| Actinomadura 


oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 


1529847 1531308 Actinomadura 


oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

290086 Bacteria_16S 1590205 1590102 3 104 gi| 219878485 |ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1593301 1593198 3 104 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1594847 1594744 3 104 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1596394 1596291 3 104 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


290086 Bacteria_16S 1640347 1640244 3 104 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
290086 Bacteria_16S 1663333 1663230 3 104 gi|219878433|ref|NR_025572.1| Kibdelosporangium 


philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
290086 Bacteria_16S 1664873 1664770 3 104 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
290086 Bacteria_16S 1744205 1744102 3 104 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 
290086 Bacteria_16S 1747229 1747126 3 104 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
290086 Bacteria_16S 1759495 1759392 3 104 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
290086 Bacteria_16S 1771438 1771335 3 104 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
290086 Bacteria_16S 1772869 1772766 3 104 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1774367 1774264 3 104 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


290086 Bacteria_16S 1810872 1810769 3 104 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

290086 Bacteria_16S 1817011 1816908 3 104 gi|219878325|ref|NR_025464.1| Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
290086 Bacteria_16S 1859589 1859486 3 104 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
290086 Bacteria_16S 1877885 1877782 3 104 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
290086 Bacteria_16S 2037641 2037538 3 104 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
290086 Bacteria_16S 2057796 2057693 3 104 gi| 219878153 |ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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290086 Bacteria_16S 2944964 2944861 3 104 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 

290086 Bacteria_16S 2978341 2978238 3 104 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

290086 Bacteria_16S 2981407 2981304 3 104 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

290086 Bacteria_16S 3013317 3013214 3 104 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 

290086 Bacteria_16S 3040626 3040523 3 104 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
290086 Bacteria_16S 3120569 3120466 3 104 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
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Plano: 
219856906 
16S ribosomal RNA, partial sequence 2825825 28272 


e; 


inomycet 


cet 


es; 
219857152 

qu 
omy: 


cet 


549 
ang 


ref|NR_024846.1 
2657714 265918 
ales; Propioniba 


, 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


ref|NR_024821.1 
2692168 269363 
ales; Streptospo 


’ 


ref|NR_024814.1 
2702689 270407 
Thermaceae; Oce 
ref|NR_024780.1 
2750506 275194 
cetales; Strepto 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


’ 


ref|NR_024778.1 


ineae; Streptosp 
ref|NR_024760.1 
2776208 277769 


etales; Streptom 


ref|NR_024732.1 
2818334 281977 
ales; Strept 


ref|NR_024731.1 
70 Planobispora 


ineae; Streptosp 


ref 
pa 


NR_024730.1 
rtial sequen 


mono 
ref 


spora. 
NR_024727.1 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


lla sandramycini 
Nocardioidaceae; 


Planotetraspora 
9 Planotetraspora 
rangineae; 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 


rangineae; 


Planomonospora 


39 Planomonospora alba Bacteria; 


orangiaceae; 


Streptomyces 
6 Streptomyces 
ycineae; 


Planomonospora 


7 Planomonospora 
osporangineae; 


orangiaceae; 


Planomonospora 
ce 


riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


Kribbella sandramycini 


alba 


Planobispora rosea 
rosea Bacteria; 


2821321 2822766 


Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 


290086 Bacteria_16S 


strain A901/1 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
290086 Bacteria_16S 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 


290086 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


290086 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


290086 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


290086 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


290086 Bacteria_16S 


strain DSM 43678 
Actinobacteria; A 


290086 Bacteria_16S 


strain DSM 43764 
Actinobacteria; A 
Actinomadura. 


290086 Bacteria_16S 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


290086 Bacteria_16S 


strain DSM 40297 
Actinobacteria; A 


290086 Bacteria_16S 


strain DSM 43377 
Actinobacteria; A 


290086 Bacteria_16S 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


290086 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


290086 Bacteria_16S 


strain DSM 44140 
Actinobacteria; A 


290086 Bacteria_16S 


strain DSM 43039 
Actinobacteria; A 


290086 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


290086 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


290086 Bacteria_16S 
M 44125 16S ribosomal RNA, partial seq 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


290086 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 
Streptosporangium 


3135391 3135292 1 99 
ribosomal RNA, partial sequence 


gi 


3202426 3202323 3 104 gi 


3206889 3206786 3 104 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3208413 3208310 3 104 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3214388 3214285 3 104 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3215910 3215807 3 104 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ia 
e; 


aoe k 
da 


al 


3250732 3250629 3 104 gi 
Stre 


gi 


ctinobacteridae; Actinomycetales; 
3253730 3253627 3 104 


pt 


ctinobacteridae; Actinomycetales; Stre 


pt 
3256736 3256633 3 104 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3258249 3258146 3 


s 


104 gi 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3259761 3259658 3 104 


pt 


ctinobacteridae; Actinomycetales; Stre 
3261271 3261168 3 104 gi 
albirubida strain DSM 40465 16S rib 


pt 


p- os 


Streptosporangineae; Nocardiopsaceae; No 
3267295 3267212 22 104 gi 
ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3322035 3321932 3 104 gi 


la 


ctinobacteridae; Actinomycetales; Coryne 


3332714 3332611 3 104 gi 


ctinobacteridae; Actinomycetales; Micr 
3367858 3367755 3 104 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3369356 3369253 3 104 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3370854 3370751 3 


s 


se 
Ac 
104 gi 
ue 
Actinobacteria; Actinobacteridae; Actin 
eae; Streptosporangium. 

3372351 3372248 3 104 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


ho 


ne 


219846832 
3134094 31355 
dobacter 
219846787 


219846784 


es; 


219846783 
1 sequen 
Actinomycet 


219846778 


al 
e; 


219846777 


es; 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
osporang 
219846752 
16S ribosomal RNA, partial sequence 3252379 32538 
osporang 


219846750 
equence 
Actinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
osporang 
219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
osporang 
219846747 


oma 


car 


219846743 
3265947 32672 


les 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


bac 


219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
omonospori 
219846672 


equ 


Actinomyc 
219846671 
quence 


tinomyce 


219846670 


nce 


219846669 


e 
es; 


290086 Bacteria_16S 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 


lacunarum Bacteri 


3373859 3373776 1 83 gi 


a; Firmicutes; Clostridia; Halanaerobial 


219846668 


es; 


bacterin 


omycetal 


ref|NR_026424.1 


acea 
ref 


e; Paracocc 
NR_026379.1 


eae; Corynebact 


ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


32055 
Cory 


ref |NR_026375.1 
ce 3207052 320851 
ales; Coryne 


ref 
nce 
omyc 


NR_026370.1 
321302 
etales; Cory 


seque 
Actin 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


32145 
Cory 
ref |NR_026346.1 
ineae; Streptosp' 
ref |NR_026344.1 
26 Actinomadura 
ineae; Thermomon 
ref |NR_026342.1 

3255372 325683 
etales; Streptos 


ref|NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
1 RNA, partial sequen 


is. 
ref 


diops 
NR_026335.1 


ione 
ref 


Leg llaceae; Leg 


NR_026297.1 


v 


Gordoniacea 
NR_026289.1 


terineae; 


ref 
neae; Micromonos 
ref|NR_026264.1 
3366504 336795 
etales; Streptos 


ence 


ref|NR_026263.1 
3368004 336944 
tales; Streptosp 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


33709 
Stre 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
u 


Ss. 
Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 
e 


riaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


ref |NR_026260.1 
3372496 337395 
Halobacteroidaceae; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 


290086 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


290086 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


290086 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


290086 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


290086 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


290086 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


290086 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


290086 Bacteria_16S 


thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 


290086 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


290086 Bacteria_16S 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


290086 Bacteria_16S 


strain IFO 14097 
Actinobacteria; A 
290086 Bact 
strain IFO 14525 
Actinobacteria; A 
290086 Bact 
strain IFO 14345 
Actinobacteria; A 
290086 Bact 
strain IFO 14094 
Actinobacteria; A 
290086 Bact 
strain IFO 14745 


Actinobacteria; Actinobacteridae; Actinomycetales; 
290086 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


290086 Bacteria_16S 


strain IFO 15474 
Actinobacteria; A 
Herbidospora. 


290086 Bacteria_16S 


strain ATCC 19812 
Actinobacteria; A 


290086 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


290086 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


eria_l 


eria_l 


eria_l 


eria_l 


3381508 3381405 3 104 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
3435341 3435238 3 104 gi 
CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

3450386 3450283 3 104 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


al 


qu 
in 


al 


3581156 3581058 1 98 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


J: 
ba 


3608869 3608766 3 104 gi 
ATCC 9874 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
3623582 3623479 3 104 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3638917 3638814 3 104 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 
3640469 3640366 3 104 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 
3731189 3731086 3 104 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 
3735573 3735470 3 104 gi 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
eae; Microbispora. 
3737031 3736928 3 


pa 


’ 


ob 


s 
id 


, 


rt 
ac 


’ 


se 
Ac 


qu 
e; 
104 gi 


ctinobacteridae; Actinomycetales; 
6S 3738492 3738389 3 104 


Stre 
gi 


pt 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
6S 3739957 3739854 3 104 


pt 


ctinobacteridae; Actinomycetales; 
6S 3744348 3744245 3 104 


Stre 
gi 


pt 


ctinobacteridae; Actinomycetales; 
6S 3748735 3748632 3 104 


Stre 
gi 


pt 


Stre 
gi 


pt 
3834969 3834874 3 97 
Ruminococcu 

104 gi 


ridiales; Ruminococcaceae; Ss. 


3902152 3902049 3 
ctinobacteridae; Actinomycetales; Strept 
3920179 3920076 3 
16S ribosomal RNA, 
ctinobacteridae; Actinomycetales; Stre 
3921760 3921657 3 104 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


104 gi 
complete sequence 
pt 


al 
3971135 3971040 4 98 gi 


WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 


en 
te 


290086 Bacteria_16S 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 


219846662 


338 


es; Co 


219846620 


ence 
omycet 


219846610 


344 


es; St 


219846522 


sequen 
cteria 


219846500 


uence 
inomyc 


219846490 


rtial 


Actinobac 


acteri 


219846480 


equenc 
ae; Ac 


219846479 


ial se 
terida 


219846414 


quence 
tinomy: 


219846411 


ence 
Actin 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; 
ref|NR_026212.1 

3433993 343537 
es; Corynebacter 


01 
ry 


al 
ref|NR_026202.1 


03 3450520 Strept 
ptomycineae; Str 


90 
re 


ref|NR_026114.1 
3579840 358126 
Rhodospirillale 


ce 


’ 


NR_026092.1 
3607525 360892 
ales; Corynebact 


v 


et 


ref 
quen 
teri 


NR_026082.1 
ce 362222 
dae; Actino 
um avium complex ( 
ref|NR_026072.1 

3637554 363905 
nomycetales; Str 


se 


e 
ti 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetale 


qu 
e; 


ref|NR_026005.1 
3729869 373127 


cetales; Streptosp 


ref|NR_026002.1 
3734241 373565 
omycetales; Strept 


219846410 
16S ribosomal RNA, partial sequence 3735706 37371 


ospora 


219846409 
16S ribosomal RNA, partial sequence 3737165 37385 


ospora 


219846408 
16S ribosomal RNA, partial sequence 3738628 37400 


ospora 


219846405 
16S ribosomal RNA, partial sequence 3743020 37444 


ospora 


219846402 
16S ribosomal RNA, partial sequence 3747408 37488 


ospora 


219846339 
somal RNA, partial sequence 3833603 3835009 Rumin 


219846294 
16S ribosomal RNA, partial sequence 3900794 39022 


ospora 


219846281 


391 
omycin 


219846280 


392 


es; St 


219846245 


ce 396 
rales; 


3975518 3975420 1 98 gi 


219846242 


ref|NR_026001.1 


inea 
ref 


e; Streptosp 
NR_026000.1 


ng 


inea 
ref 


e; Streptosp 
NR_025999.1 


ng 


inea 
ref 


e; Streptosp 
NR_025996.1 


ng 


inea 
ref 


e; Streptosp 
NR_025993.1 


ng 


inea 
ref 
ococ 


e; Streptosp 
NR_025929.1 
cus albus 7 


ng 


ref |NR_025884.1 


ngineae; Streptosp 
ref |NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 


ptomycineae; Str 


87 
ea 


03 
re 


ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 


98 
R 


G 


s: 


s: 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Corynebacterium 
3 Corynebacterium 
ineae; 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 
Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 

Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 
Actinocorallia 
2 Actinocorallia 
orangineae; 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Ruminococcus albus 
Bacteria; Firmicutes; 


Herbidospora cretacea 


68 Herbidospora cretacea Bacteria; 


orangiaceae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Rhodothalassium 
halassium salexigens 
Rhodothalassium. 


ref|NR_025832.1 
3974188 397555 


Agrobacterium 
6 Agrobacterium 


rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 


290086 Bacteria_16S 4062330 4062227 3 104 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
290086 Bacteria_16S 4068405 4068303 3 104 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

290086 Bacteria_16S 4110678 4110575 3 104 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
290086 Bacteria_16S 4112244 4112141 3 104 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
290086 Bacteria_16S 4127446 4127343 3 104 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 4205460 4205357 3 104 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

290086 Bacteria_16S 4217677 4217574 3 104 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

290086 Bacteria_16S 4219160 4219057 3 104 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

290086 Bacteria_16S 4232776 4232677 1 99 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

290086 Bacteria_16S 49741 49643 3 99 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
290086 Bacteria_16S 119667 119565 4 104 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

290086 Bacteria_16S 121168 121066 4 104 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
290086 Bacteria_16S 134927 134825 4 104 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

290086 Bacteria_16S 137873 137771 4 104 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

290086 Bacteria_16S 139432 139330 4 104 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
290086 Bacteria_16S 140961 140859 4 104 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
290086 Bacteria_16S 145479 145377 4 104 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

290086 Bacteria_16S 160746 160644 4 104 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

290086 Bacteria_16S 235590 235492 1 98 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

290086 Bacteria_16S 237226 237128 1 98 gi| 265678904 |ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

290086 Bacteria_16S 334592 334494 3 99 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 


strain ATCC 51131 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


333245 334704 Mycobacterium celatum 


290086 Bacteria_16S 352689 352591 1 98 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

290086 Bacteria_16S 355609 355511 1 98 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

290086 Bacteria_16S 374982 374880 3 104 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

290086 Bacteria_16S 397959 397857 4 104 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

290086 Bacteria_16S 407255 407153 4 104 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

290086 Bacteria_16S 422712 422610 4 104 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

290086 Bacteria_16S 432014 431916 1 98 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

290086 Bacteria_16S 436723 436621 3 104 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

290086 Bacteria_16S 449005 448907 1 98 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

290086 Bacteria_16S 467287 467185 4 104 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

290086 Bacteria_16S 468767 468669 1 98 gi| 265678739 |ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

290086 Bacteria_16S 490316 490214 4 104 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

290086 Bacteria_16S 494969 494867 4 104 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

290086 Bacteria_16S 496474 496372 4 104 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

290086 Bacteria_16S 549911 549809 1 102 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

290086 Bacteria_16S 566760 566658 4 104 gi|265678675|ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

290086 Bacteria_16S 622593 622491 4 104 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

290086 Bacteria_16S 631730 631628 4 104 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
290086 Bacteria_16S 644036 643934 1 102 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

290086 Bacteria_16S 647161 647059 4 104 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

290086 Bacteria_16S 675679 675577 4 104 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
290086 Bacteria_16S 705748 705646 4 104 gi| 265678579 |ref|NR_028884.1| Friedmanniella 


lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Friedmanniella. 


290086 Bacteria_16S 714736 714638 3 99 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

290086 Bacteria_16S 742395 742297 1 98 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

290086 Bacteria_16S 782738 782636 4 104 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

290086 Bacteria_16S 801143 801041 4 104 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
strain Chj707 16S ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

290086 Bacteria_16S 1209077 1208975 1 102 gi|228715352|ref|NR_027524.1]| Cryptobacterium curtum 
DSM 15641 16S ribosomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

290086 Bacteria_16S 1218050 1217948 4 104 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
290086 Bacteria_16S 1222522 1222420 4 104 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

290086 Bacteria_16S 1227070 1226968 4 104 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

290086 Bacteria_16S 1261760 1261662 4 100 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

290086 Bacteria_16S 1273872 1273770 4 104 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

290086 Bacteria_16S 1346752 1346650 4 104 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

290086 Bacteria_16S 1349824 1349722 4 104 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

290086 Bacteria_16S 1408361 1408263 1 98 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

290086 Bacteria_16S 1422031 1421929 4 104 gi|224581444|ref|NR_027226.1| Arthrobacter 


psychrophenolicus strain AG31 16S ribosomal RNA, partia 
psychrophenolicus Bacteria; Actinobacteria; Actinobacte 
Micrococcaceae; Arthrobacter. 
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1 sequence 
ridae; Act 
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1 sequence 


inom 


ref 


nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Micrococcaceae; Arthrobacter. 

290086 Bacteria_16S 1473786 1473688 1 98 gi|224581402|ref|NR_024882.1 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifari 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
complex. 

290086 Bacteria_16S 1502535 1502433 4 104 gi|219846604|ref|NR_026196.1 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomo 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
290086 Bacteria_16S 1556920 1556818 3 104 gi|219846194|ref|NR_025784.1 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 155703 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Kitasatospora. 
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Tenericutes; Moll 


290086 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


290086 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


290086 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


2154974 2154876 1 98 
bosomal RNA, partial sequence 


gi 


2192997 2192901 2 97 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 

2199029 2198931 4 100 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2205059 2204961 4 100 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212613 2212515 4 100 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214113 2214015 4 100 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215611 2215513 4 100 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2344639 2344541 3 99 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2347669 2347567 4 104 gi 
ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


gi 


gi 


2349178 2349076 4 104 gi 
rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 


2358321 2358219 4 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2370481 2370383 4 100 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371992 2371894 4 100 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2375007 2374909 4 100 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2376517 2376419 4 100 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2378031 2377933 4 100 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


290086 Bacteria_16S 


columbinasale str 
columbinasale Bac 


290086 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


290086 Bacteria_16S 


2379539 2379441 4 100 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2381045 2380947 4 100 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2385621 2385523 1 98 gi 


219857632 


2153652 21550 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
290086 Bacteria_16S 


Acetobacte 
219857604 


2191612 21930 


219857600 


2197691 21991 


219857596 


2203720 22051 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857498 
sequence 
e; 


219857496 
uence 
e; 


219857495 
quence 
ae; Actino 


’ 


219857489 
23569 
Prop 


ales; 


219857480 


2369126 23705 


219857479 


2370638 23720 


219857477 


2373653 23751 


219857476 


2375159 23766 


219857475 


2376676 23781 


219857474 

uence 

asmataceae 
219857473 


2379691 23811 


219857470 


strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 23857 


Proteobacteria; B 


290086 Bacteria_16S 


caledonica strain 
caledonica Bacter 


290086 Bacteria_16S 


etaproteobacteria; Burkholderiales; Bu 
2387145 2387047 1 98 gi 
LMG 19076 16S ribosomal RNA, partial 

ia; Proteobacteria; Betaproteobacteria 
2408440 2408338 4 104 gi 


rkholderia 
219857469 
sequence 

; Burkhold 
219857455 


strain LMG11607 16S ribosomal RNA, partial sequence 2407067 24085 


Bacteroidetes; Fl 


290086 Bacteria_16S 


avobacteria; Flavobacteriales; Flavoba 


ct 


2455692 2455590 4 104 gi 


219857415 


psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


Actinomycet 


Actinomycet 


eriaceae; 


ref|NR_025221.1| Rubritepida flocculans 
80 Rubritepida flocculans Bacteria; 
raceae; Rubritepida. 

ref|NR_025192.1| Amphibacillus tropicus 
37 Amphibacillus tropicus Bacteria; 


ref|NR_025188.1| Mycoplasma oxoniensis 
39 Mycoplasma oxoniensis Bacteria; 


ref|NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


ref|NR_025179.1|] Mycoplasma columborale 
23 Mycoplasma columborale Bacteria; 


ref|NR_025178.1| Mycoplasma citelli 
23 Mycoplasma citelli Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025086.1 
2343294 234473 
ales; Propio 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


ref |NR_025084.1 
2346319 234777 
ales; Microc 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


Arthrobacter 
4 Arthrobacter 
coccineae; 


ref|NR_025077.1 
68 2358432 Propio 


ionibacterineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


ref|NR_025068.1| Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref |NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref |NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


Mycoplasma 
0 Mycoplasma 


ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 
2385781 2387256 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025043.1| Riemerella columbina 
26 Riemerella columbina Bacteria; 
; Riemerella. 
ref|NR_025003.1] Arthrobacter 
2454319 2455732 Arthrobacter 


290086 Bacteria_16S 2494765 2494663 4 104 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

290086 Bacteria_16S 2514447 2514345 4 104 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

290086 Bacteria_16S 2517475 2517373 4 104 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

290086 Bacteria_16S 2535679 2535577 4 104 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

290086 Bacteria_16S 2759455 2759353 4 104 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

290086 Bacteria_16S 2788193 2788096 1 97 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

290086 Bacteria_16S 2843930 2843828 3 104 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

290086 Bacteria_16S 2900907 2900805 4 104 gi| 219856856 |ref|NR_024675.1| Zimmermannella bifida 


strain IAM 14848 


strain IAM 14851 


strain IFO 15616 


Propionibacteriac 


290086 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


290086 Bacteria_16S 
16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 


strain IFO 15059 


strain 1144-97 16 
Firmicutes; Lacto 


290086 Bacteria_16S 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


290086 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


290086 Bacteria_16S 
16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 


strain F98.3HR69 


strain N2 16S rib 


Proteobacteria; Alphapro 
290086 Bacteria_16S 


strain Nl 16S rib 


Proteobacteria; Alphapro 
290086 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 


oc 


2902441 2902339 4 104 gi 
oc 


2903976 2903874 4 104 gi 
oc 
2969168 2969066 4 104 gi 


in NM-1 16S ribosomal RNA, partial seque 


ne 
3042179 3042081 1 98 
S ribosomal RNA, partial sequence 


gi 


oc 
3108406 3108308 1 98 
osomal RNA, complete sequence 
teobacteria; Rhodobacterales; 
3109871 3109773 1 98 gi 
osomal RNA, complete sequence 

teobacteria; Rhodobacterales; 
3153600 3153498 4 104 gi 
16S rib 


gi 


Rho 


Rho 


cteridae; Actinomycetales; Microc 


290086 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


nce 


3180973 3180875 1 98 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 


3 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 


occineae 
219856855 
16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 


occineae 
219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 
phosphovorus stra 
phosphovorus Bact 


occineae 
219846945 


bacterin 
219846895 
3040796 30422 


occineae 
219846850 
3107102 31085 
dobacter 
219846 
3108566 31099 
dobacter 
219846 
osomal RNA, partial sequence 3152235 31537 
occineae 
219846 


849 


820 


801 


10 Zimmermannella bifida Bacteria; 
; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024674.1| Leucobacter albus 
46 Leucobacter albus Bacteria; 
; Microbacteriaceae; Leucobacter. 
ref|NR_024673.1| Zimmermannella alba 
77 Zimmermannella alba Bacteria; 
; Microbacteriaceae; Pseudoclavibacter. 
ref |NR_026537.1| Microlunatus 

2967820 2969287 Microlunatus 


eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Microlunatus. 

2970696 2970594 4 104 gi|219846944|ref|NR_026536.1| Friedmanniella 
AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 

2989038 2988940 3 99 gi|219846931|ref|NR_026523.1| Skermania piniformis 


56 Skermania piniformis Bacteria; 
eae; Gordoniaceae; Skermania. 
ref|NR_026487.1| Facklamia languida 
68 Facklamia languida Bacteria; 


bacillales; Aerococcaceae; Facklamia. 
3045192 3045090 4 104 gi|219846892|ref|NR_026484.1| Rarobacter 
in YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacter. 
3046724 3046622 4 104 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
e; Ornithinicoccus. 
3099499 3099397 4 104 gi| 219846856 |ref|NR_026448.1| Arthrobacter rhombi 


44 Arthrobacter rhombi Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026442.1| Rhodovulum robiginosum 
15 Rhodovulum robiginosum Bacteria; 
aceae; Rhodovulum. 

ref|NR_026441.1| Rhodovulum iodosum 
80 Rhodovulum iodosum Bacteria; 
aceae; Rhodovulum. 

ref|NR_026412.1| Terracoccus luteus 
13 Terracoccus luteus Bacteria; 

; Intrasporangiaceae; Terracoccus. 
ref |NR_026393.1| Facklamia hominis 


v 


179583 3181087 Facklamia hominis Bacteria; 


290086 Bacteria_16S 3203891 3203789 1 102 
strain DG-1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; 


290086 Bacteria_16S 


gi 


Clostridiales; Veillonellaceae; 
3219007 3218905 4 104 gi 
strain NR-27 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; 
290086 Bacteria_16S 
strain DSM 11140 


3226510 3226408 4 104 gi 


290086 Bacteria_16S 
strain DSM 43040 


3331185 3331083 4 104 gi 


290086 Bacteria_16S 3355513 3355411 4 104 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, 


gi 


Dermabacteraceae; Brachybacterium. 

290086 Bacteria_16S 3358636 3358534 4 104 gi|2 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; Brachybacterium. 


complet 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; 


219846786 
3202501 32039 
s 


19846678 
sequence 
Actinomycetales; 


poromusa. 
219846775 
3217640 32191 
Sphingobacteriales; Flammeovirgaceae; 
219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
219846680 
e sequence 3354134 33556 
Actinomycetales; 


ref|NR_026378.1| Sporomusa silvacetica 
81 Sporomusa silvacetica Bacteria; 


ref|NR_026367.1| Thermonema rossianum 
04 Thermonema rossianum Bacteria; 
Thermonema. 
ref |NR_026362.1| Janibacter limosus 
21 Janibacter limosus Bacteria; 

; Intrasporangiaceae; Janibacter. 
ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
Micromonosporaceae; Pilimelia. 
NR_026272.1| Brachybacterium 

45 Brachybacterium 
Micrococcineae; 


ref 


ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 
Micrococcineae; 


290086 Bacteria_16S 3360200 3360098 4 104 gi| 219846677 |ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

290086 Bacteria_16S 3363351 3363253 1 97 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

290086 Bacteria_16S 3378438 3378336 4 104 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 


strain M17C 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


3377063 33785 


occineae; 


42 Kytococcus sedentarius Bacteria; 
Dermacoccaceae; Kytococcus. 


290086 Bacteria_16S 3398047 3397945 4 104 gi|219846647|ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

290086 Bacteria_16S 3402635 3402533 4 104 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 


strain DSM 20119 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
290086 Bacteria_16S 3404173 3404071 4 104 gi 
strain DSM 20138 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
290086 Bacteria_16S 3405703 3405601 4 104 gi 
histidinolovorans strain DSM 20115 16S ribosomal RNA, par 
histidinolovorans Bacteria; Actinobacteria; Actinobacteri 
Micrococcaceae; Arthrobacter. 

290086 Bacteria_16S 3407230 3407128 4 
strain DSM 20116 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
290086 Bacteria_16S 3447274 3447192 1 82 gi 
strain DSM 6836 1 
Firmicutes; Clostridia; Clostridiales; 
290086 Bacteria_16S 3455041 3454939 4 
strain DSM 20032 


104 gi 


Clostridiaceae; Cl 


104 gi 


16S ribosomal RNA, partial sequence 3401264 34027 


dae; 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 


occineae; 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
occineae; 
219846642 
tial sequenc 


occineae; 
219846612 
6S ribosomal RNA, partial sequence 3445905 34473 
ostridium. 
219846607 
16S ribosomal RNA, partial sequence 3453662 34551 


49 Arthrobacter oxydans Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_026235.1| Arthrobacter ilicis 
85 Arthrobacter ilicis Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

e 3404336 3405815 Arthrobacter 


Actinomycetales; Micrococcineae; 


ref|NR_026233.1| Arthrobacter aurescens 
45 Arthrobacter aurescens Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_026204.1| Clostridium viride 

86 Clostridium viride Bacteria; 


ref|NR_026199.1| Kocuria kristinae 
36 Kocuria kristinae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
290086 Bacteria_16S 3459593 3459491 4 104 gi|219846603|ref|NR_026195.1] Arthrobacter 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 


protophormiae Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 

290086 Bacteria_16S 3461113 3461011 4 104 gi 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae 
Micrococcaceae; Arthrobacter. 

290086 Bacteria_16S 3462635 3462533 4 
strain DSM 20546 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
290086 Bacteria_16S 3464157 3464055 4 104 gi 
polychromogenes strain DSM 20136 16S ribosomal RNA, parti 
polychromogenes Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Arthrobacter. 

290086 Bacteria_16S 3465681 3465579 4 
strain DSM 20545 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


104 gi 


104 gi 


219846602 
sequence 3459743 3 
; Actinomycetales; 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


e; 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


290086 Bacteria_16S 3467203 3467101 4 104 gi 
nicotianae strain DSM 20123 16S ribosomal RNA, partial se 


quence 


Actinomycetales; 


occineae; 
219846600 
al sequence 
Actinomycetales; 


occineae; 
219846598 


Micrococcineae; 
ref|NR_026194.1] Arthrobacter 
461210 Arthrobacter 
Micrococcineae; 
ref|NR_026193.1] Arthrobacter ramosus 
33 Arthrobacter ramosus Bacteria; 
Micrococcaceae; Arthrobacter. 
NR_026192.1| Arthrobacter 
3462784 3464255 Arthrobacter 
Micrococcineae; 


ref 


ref|NR_026191.1] Arthrobacter pascens 
79 Arthrobacter pascens Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_026190.1] Arthrobacter 


3465830 3467301 Arthrobacter 


nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


290086 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


290086 Bacteria_16S 


strain DSM 3133 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
290086 Bacteria_16S 3642031 3641929 3 104 gi|219846478|ref|NR_026070.1 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 364213 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Kitasatospora. 

290086 Bacteria_16S 3643563 3643461 3 104 gi|219846477|ref|NR_026069.1 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 364366 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Kitasatospora. 

290086 Bacteria_16S 3645095 3644993 3 104 gi|219846476|ref|NR_026068.1 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
290086 Bacteria_16S 3692263 3692165 4 100 gi| 219846443 |ref|NR_026034.1 
strain G145 16S ribosomal RNA, partial sequence 3690909 36923 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 3717702 3717597 1 104 gi|219846425|ref|NR_026016.1 
strain E-37 16S ribosomal RNA, partial sequence 3716418 37177 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula 
290086 Bacteria_16S 3830551 3830453 1 98 gi| 219846342 |ref|NR_025932.1 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 38306 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

290086 Bacteria_16S 3857652 3857554 4 100 gi|219846324|ref|NR_025914.1 


strain 17529 16S 
Tenericutes; Moll 


290086 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


290086 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


290086 Bacteria_16S 


strain MB-G2 16S 


3471771 3471669 4 104 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3488490 3488388 4 


104 gi 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3934197 3934099 3 100 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3954706 3954608 1 98 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3956143 3956045 1 98 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


290086 Bacteria_16S 


strain CM2104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
290086 Bacteria_16S 


strain JC1078 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
290086 Bacteria_16S 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


290086 Bacteria_16S 


strain C3H-21 16S 


4012481 4012379 4 104 
ribosomal RNA, partial sequence 


gi 


Micr 
4054822 4054720 4 104 gi 
ribosomal RNA, partial sequence 
Micr 
4059351 4059249 4 104 gi 
rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
itricoccus. 

4244835 4244733 4 104 

ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


290086 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


290086 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


290086 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


290086 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


290086 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


290086 Bacteria_16S 


54517 54420 1 97 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
93464 93363 1 100 gi 
ain PAL-1 16S ribosomal RNA, complete 
teria; Deferribacteres; Deferribactera 
107386 107289 1 97 gi 
Z-7288 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
276655 276554 1 100 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
279685 279580 1 104 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
296430 296329 1 100 gi 


6S ribosomal RNA, partial sequence 3487117 34886 


3856288 38577 


3932829 39341 


3954838 39562 


4011119 40125 


4053509 40549 


4243475 42448 


275297 27676 


219846595 
sequence 
Actinomyc 


219846584 


219846271 


219846256 
ence 39533 
terales; R 
219846255 


hodobacter 
219846215 


ococcineae 
219846184 


ococcineae 
219846181 
ial sequen 
ae; Actino: 


, 


219722939 


ococcineae 
265679028 
1 sequence 
stridiales 
265679001 
sequence 
les; Defer 
265678991 
uence 
iales; Hal 
265678876 


s; Helicob 
265678874 
27832 


ref |NR_026187.1 
3470399 347186 
etales; Micrococ 


ref|NR_026176.1 


ref |NR_025861.1 


ref|NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 
ref|NR_025845.1 


acea 
ref 


e; Rhodovulu 
NR_025805.1 
; Intrasporangia 
ref|NR_025774.1 
29 Serinicoccus 
; Intrasporangia 
ref|NR_025771.1 
ce 4057969 405944 
mycetales; Micro 


ref|NR_024571.1 


; Dermabacterace 
ref |NR_029336.1 

53088 54587 
; Peptococcaceae 
ref |NR_029309.1 

92051 93594 
ribacteraceae; G 
ref |NR_029299.1 

106000 107471 
obacteroidaceae; 
ref|NR_029182.1 
1 Helicobacter 
acteraceae; Heli 
ref|NR_029180.1 
1 279763 Mycopl 


265678863 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Kitasatospora 

0 Kitasatospora 

omycineae; 


Kitasatospora 
2 Kitasatospora 


mycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Rhodovulum 

ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 

coccineae; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Geovibrio 
Geovibrio 
eovibrio. 
Acetohalobium 
Acetohalobium 
Acetohalobium. 
Helicobacter bilis 


’ 


bilis Bacteria; 


cobacter. 
Mycoplasma gateae 
asma gateae Bacteria; 


ref|NR_029169.1 


Helicobacter mustelae 


strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


290086 Bacteria_16S 


delbrueckii subsp 


Lactobacillus. 


290086 Bacteria_16S 


strain E7107 16S 


381142 381045 1 


447473 447376 1 


ribosomal RNA, partial sequence 


97 gi 


indicus strain NCC725 16S ribosomal 
Lactobacillus delbrueckii subsp. 


97 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


290086 Bacteria_16S 


strain 173-96 16S 


560637 560540 1 


ribosomal RNA, partial sequence 


97 gi. 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


290086 Bacteria_16S 
n ATCC 27768 16S ribosomal RNA, partia 
Clostridia; 


prausnitzii strai 
prausnitzii Bacte 


290086 Bacteria_16S 
strain MR2 16S ribosomal RNA, partial 


histaminiformans 
histaminiformans 


290086 Bacteria_16S 


montpellierensis 
montpellierensis 


290086 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


290086 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


290086 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


290086 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


290086 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


290086 Bacteria_16S 


stercorihominis D 
stercorihominis D 


290086 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


290086 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


290086 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


290086 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


290086 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


290086 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


290086 Bacteria_16S 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


290086 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


290086 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


290086 Bacteria_16S 


595308 595211 1 
ria; Firmicutes; 
736227 736130 1 
Bacteria; Firmicutes; 
767340 767243 1 


97 gi 


Clostridi 
97 gi 


Clos 
gi 


Clostridia; 
97 


indicus Bacteria; 


strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
799585 799488 1 97 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
986150 986053 4 100 gi 
6S ribosomal RNA, 


1128801 1128700 1 
B9A Se 
ia; Pro 


100 gi 
ymour 16S ribosomal RNA, partia 
teobacteria; Epsilonproteobacte 


1150047 1149946 1 100 
ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
1160557 1160460 1 97 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; 
1183325 1183228 1 97 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1204523 1204426 1 97 gi 
13280 16S ribosomal RNA, partial seque 
Coriobacteridae; Coriob 


gi 


1206030 1205933 1 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


97 gi 


Coriobacteri 


1284174 1284073 1 100 gi 
etaproteobacteria; Burkholderiales; Bu 
1526678 1526581 1 97 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1693800 1693703 1 97 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1839919 1839822 1 97 gi 
bacillales; Lactobacillaceae; Lactobac 
1981272 1981168 3 104 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

1982847 1982746 1 101 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
2050151 2050054 1 97 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2051712 2051615 1 97 gi 


gi 


798207 79971 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


1148654 11501 


Clostridiales; 


1204671 12061 


16S ribosomal RNA, partial sequence 1282800 12842 


6S ribosomal RNA, partial sequence 1838512 18400 


1981436 19829 


265678801 
RNA, parti 


265678757 


446125 44760 


Acetobacte 
265678679 


559287 56077 


Acetobacte 
265678656 
1 sequence 
ales; Rumi 
265678558 
sequence 

tridiales; 
265678535 
artial seq 
tridiales; 
265678513 


elotrichac 
265678387 


253680771 
1 sequence 
ria; Campy 


253680757 


Geovibrio 
228721485 
11591 
7 Peptococ 
228717350 
quence 
dia; Clost 
228715356 
nce 12031 
acteriales; 


228715355 


ales; Cori 


219846066 


rkholderia 
219857499 
15252 
; Lactobac 
219878412 
equence 
iales; Pep 
219878309 


illus. 

219878208 
al sequenc 
bacteridae; 


219878207 


ngiineae; 
219878159 
sequence 
ales; Veil 
219878158 


uenc 


ref 
als 


Firmicutes; 


ref 


race 
ref 


race 
ref 


noco 
ref 


Vei 
ref 


Vei 
ref 


4 Turicibacter 
eae; 


ref 


5 Acholeplasma 


ref 


RR 


ref 


ref 


66 1160688 Desul 
cace 


ref 


R 


ref 


62 1204620 Colli 


Co 


ref 


28 Collinsella 
obac 


ref 


83 Burkholderia 
ceae 


ref 


89 1526784 Lacto 
illu 


ref 


ref 


21 Lactobacillus 


ref 


e 1979903 19813 


Ac 


ref 


73 Chondromyces 
Poly 


ref 


2048758 20502 
lone 


ref 


593943 59540 


734793 73632 


127427 11289 
loba 


181973 11834 
ridi 


1692386 16939 
toco 


NR_029106.1 
equence 


NR_029062.1 


ae; Roseomon 
NR_028984.1 


ae; Roseomon 
NR_028961.1 
4 
ccaceae; Fae 
NR_028862.1 
9 
llonellaceae 
NR_028839.1 
e 765978 
llonellaceae 
NR_028816.1 


Turicibacte 
NR_028689.1 


eplasma. 

NR_028019.1 
0 
e 


cterales; H 


NR_028005.1 


NR_027608.1 
f 
ae; Desulfot 
NR_027562.1 
3 
ales; Eubact 
NR_027528.1 
n 
riobacterine 
NR_027527.1 


terineae; Co 


NR_025656.1 
; Burkholder 
NR_025087.1 
b 
Ss. 
NR_025551.1 
1 
ccaceae; Des 
NR_025448.1 


NR_025347.1 
8 
tinomycetale 
NR_025346.1 


angiaceae; C 
NR_025298.1 
6 
llaceae; Ana 


NR_025297.1 


Lactobacillales; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Faecalibacterium 
Faecalibacterium 
calibacterium. 
Allisonella 
Allisonella 
Allisonella. 
Veillonella 
767386 Veillonella 
Veillonella. 
Turicibacter sanguinis 


v 


’ 


sanguinis Bacteria; 


rs 
Acholeplasma vituli 


vituli Bacteria; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 
Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Burkholderia hospita 


hospita Bacteria; 


ia. 
Lactobacillus jensenii 
acillus jensenii 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Lactobacillus hamsteri 
hamsteri Bacteria; 


Arcanobacterium 
5 Arcanobacterium 


s; Actinomycineae; 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Anaeroarcus 

3 Anaeroarcus 

eroarcus. 

Anaerosinus glycerini 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 


Firmicutes; Clost 


ridia; 


Clostridiales; Veillonellaceae; Anaerosinus. 


290086 Bacteria_16S 


johnsonii strain 


johnsonii Bacteri 
290086 Bacteria_16S 
phocicerebrale st 
phocicerebrale Ba 
290086 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; 


Helicobacter. 


290086 Bacteria_16S 
strain Z 16S ribo 
Clost 
290086 Bacteria_16S 


Clostridia; 


meridiei strain S 
Bacteria; 


Bacteria; 


Bacteria; 


kuznetsovii strai 
kuznetsovii DSM 6 


290086 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


290086 Bacteria_16S 
n JW/SL-NZ613 16S ribosomal RNA, parti 
Thermoana 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


290086 Bacteria_16S 
fulvum strain DSM 


Bacteria; Actinob 
strain MIT 95-170 
Bacteria; Proteob 


strain UIA 16S ri 
Tenericutes; Moll 


290086 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


290086 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


290086 Bacteria_16S 


thermocisternum s 
thermocisternum B 


290086 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


290086 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


E 


Firmicu 
290086 Bacteria_16S 
acidaminophila st 
acidaminophila Ba 
290086 Bacteria_16S 
fornicalis strain 
fornicalis Bacter 
290086 Bacteria_16S 
oxalivorans strai 
oxalivorans Bacte 
290086 Bacteria_16S 
oxalaticus strain 
Firmicu 
290086 Bacteria_16S 
orientis strain D 
Firmicu 
290086 Bacteria_16S 


2083880 2083783 1 97 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; 


2282824 2282719 1 104 gi 


2293383 2293282 1 100 gi 


2332617 2332516 1 100 gi 


2515971 25158741 97 gi 
Caloramator. 
97 gi 


ridiales; Clostridiaceae; 


2548787 2548690 1 
tes; Clostridia; Clostridiales; 
2567161 2567064 1 97 gi 
cteria; Firmicutes; Clostridia; 
3010338 3010241 1 97 gi 
Firmicutes; Lactobacillales; 
3122027 31219301 97 

n RAOx- 
ria; Firmicutes; Bacillales; 
3123574 3123477 1 

RAOx1 
tes; Bacillales; 
3155165 3155068 1 
SM 765 
tes; Clostridia; Clostridiales; 
3156758 3156661 1 97 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3274886 3274789 1 97 gi 


ia; 
gi 
97 gi 


97 gi 


ridia; Clostridiales; 


3323558 3323461 1 


Eubacteriaceae; 
97 gi 


ria; Firmicutes; Clostridia; 
hermoanaerobacterium. 
3329656 3329559 4 


99 gi 


3635877 3635776 1 100 gi 
7 16S ribosomal RNA, partial sequence 


3690755 3690650 1 104 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3802989 3802888 1 100 gi 
ibosomal RNA, partial sequence 


strain ST1 16S ri 


3822914 3822813 1 100 
bosomal RNA, partial sequence 


gi 


Lactob 


rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 


5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
290086 Bacteria_16S 
canadensis strain 
canadensis Bacter 


NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


10 16S ribosomal RNA, partial sequence 
Peptoc 


rain DSM 3853 16S ribosomal RNA, parti 
Clostr 


TV1018 16S ribosomal RNA, partial seq 
Lacto 


FS 16S ribosomal RNA, partial s 
Paenibaci 


16S ribosomal RNA, partial sequ 
Paenibacillaceae; Ane 


16S ribosomal RNA, partial sequ 
Peptoc 


43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
Dactylosporangium. 
290086 Bacteria_16S 


acteria; Epsilonproteobacteria; Campyl 
290086 Bacteria_16S 


219878134 
sequence 
ac 
219857545 
equence 
la 
219857536 
22920 
Ss; 
219857508 
sequence 
ria; 


219857367 


somal RNA, partial sequence 2514611 2516064 Calor 


219857345 
25473 
occaceae; 
219857290 
al sequenc 
id 
219846917 
uence 
bacillacea 
219846841 
equence 
llaceae; 
219846840 
ence 31221 
urinibacil 
219846819 
ence 31537 
occaceae; 
219846818 
sequence 
Clostridia 
219846738 


6S ribosomal RNA, partial sequence 3273522 32749 


Eubacteriu 
219846704 
al sequenc 
erobactera 


219846699 
ence 33282 
ales; Micr 


219846482 
36345 
obacterale 
219846444 


3689398 36908 


3753302 3753197 1 104 gi| 219846397 
ibosomal RNA, partial sequence 3751943 37534 
icutes; Mycoplasmataceae; Mycoplasma. 

3759350 3759245 1 104 gi| 219846393 
ibosomal RNA, partial sequence 3757993 37594 
icutes; Mycoplasmataceae; Mycoplasma. 

3765424 3765327 1 97 gi| 219846388 
train ST90 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Clostridia; Clostridiales; 

3780462 3780366 4 100 gi| 219846377 


3779118 37805 


219846361 


3801626 38030 
psilonproteobacteria; Campylobacterale 
290086 Bacteria_16S 


s; Helicob 
219846348 


illaceae 


smatacea 


Helicob 


Campy 


iales; V 


Aneur 


ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref |NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


ref 
amat 


NR_024955.1 
or coolhaasi 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_026509.1 
3008942 301036 
e; Lactobacillus 
ref |NR_026433.1 
3120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref|NR_026410.1 
155325 315690 
Peptococcac 
NR_026330.1 


Ww 


les; 
ref 


m. 
ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref |NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref |NR_026035.1 


ref|NR_025988.1 


ref|NR_025984.1 


ref|NR_025979.1 
3764125 376551 

Peptococcaceae; 

ref|NR_025968.1 


ref |NR_025952.1 


acteraceae; Heli 


Lactobacillus 
3 Lactobacillus 


Mycoplasma 
0 Mycoplasma 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 
4 Helicobacter 
licobacteraceae; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 
Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Lactobacillus 
2 Lactobacillus 
Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Desulfosporosinus 
osporosinus orientis 
Ss. 
Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 

Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Helicobacter hepaticus 


95 Helicobacter hepaticus Bacteria; 


cobacter. 


ref |NR_025939.1 


Helicobacter muridarum 


3821543 3823020 Helicobacter muridarum Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


290086 Bacteria_16S 


strain JC2056 16S 


ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 


sabaudiense strai 
sabaudiense Bacte 


alleghenense stra 
alleghenense Bact 


thermobenzoicum s 


4050430 40503295 


4051854 4051753 5 


4141257 41411561 


4161461 4161360 1 


4231305 4231208 1 


104 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
290086 Bacteria_16S 
n JC2055 
ria; Acti 
Nocardioides. 
290086 Bacteria_16S 
n Ar-1343 
ria; 
290086 Bacteria_16S 
in PLHS-1 
eria; 
290086 Bacteria_16S 


104 


16S ribosomal RNA, partial sequence 
nobacteria; Actinobacteridae; 


100 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


100 


97 


ubsp. thermosyntrophicum strain TPO 16 


gi|219846187 


4049074 40504 


gi|219846186 


gi|219846120 


Entomoplasmatales; 


gi|219846107 


16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Entomoplasmatales; 


gi| 219846048 


Actinomyc 


S ribosoma 


ref 


ref 


ref 


ref 


rs 


ref 


53 Nocardioides 
ineae; 


NR_025777.1 


NR_025776.1 


NR_025710.1 


NR_025697.1 


NR_025638.1 


1 RNA, partial sequence 


Nocardioides aestuarii 


aestuarii Bacteria; 
Nocardioidaceae; 


Nocardioides. 
Nocardioides 


4050504 4051877 Nocardioides 
etales; Propionibacterineae; 


Spiroplasma 


4139871 4141386 Spiroplasma 
Spiroplasmataceae; 


Spiroplasma. 
Spiroplasma 


160075 4161590 Spiroplasma 
Spiroplasmataceae; 


Spiroplasma. 
Desulfotomaculum 
4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 
roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


290086 Bacteria_16S 
All 16S ribosomal RNA, 
acteria; Deltaproteobacteria; Desulfov 


alaskensis strain 
Bacteria; Proteob 


ptococcaceae; 
290086 Bacteria_16S 
train AA718 16S ribosomal RNA, partial 


acteria; Bacteroidetes; 


290086 Bacteria_16S 


19451 19351 4 


51298 51198 1 


88908 88808 4 


Desulfotomaculum. 


102 


100 


102 


Sphingobacteria; 


complete sequence 


265679051 
sequence 


gi 


gi| 265679030 


gi| 265679004 


haemolytica strain A 0404 16S ribosomal RNA, partial sequence 


haemolytica Bacteria; Bacteroidetes; Flavobacteria; Fla 
290086 Bacteria_16S 


131772 131672 1 


100 


strain BAL-1 16S ribosomal RNA, complete sequence 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


290086 Bacteria_16S 


316143 316047 3 


strain 2678 16S ribosomal RNA, partial 


Proteobacteria; Alphaproteobacteria; 


group. 


290086 Bacteria_16S 
) 16S r 
Proteobacteria; Alphaproteobacteria; 


strain MK (Kaplan 


fever group. 


290086 Bacteria_16S 
somal RNA, partial sequence 1128958 1130397 Rickettsi 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


strain R 16S ribo 


fever group. 


290086 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 
Eubacteriaceae; 


cellulosolvens 6 
Bacteria; 
subsp. avium stra 
subsp. 
Mycobacteriaceae; 


Firmicutes; 
290086 Bacteria_16S 

in DSM 44156 16S ribosomal RNA, partia 
avium Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium co: 
290086 Bacteria_16S 


317607 317511 3 


1130309 1130213 3 


1303838 1303738 1 


Clostridia; 
1476836 1476733 3 


1520526 1520426 1 


Clostridiales; 


98 
sequence 


Rickettsiales; 


98 


ibosomal RNA, partial sequence 
Rickettsiales; 


98 


100 


104 


100 


strain PC80 16S ribosomal RNA, partial sequence 


Firmicutes; 


strain OMZ833 16S 
Spirochaetes; 


strain 16351 16S 
Firmicutes; 


strain DSM 2875 1 
Firmicutes; 


aerophilus strain 


aerophilus Bacteria; 
290086 Bacteria_16S 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
290086 Bacteria_16S 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
290086 Bacteria_16S 


1523600 1523496 1 
1671033 1670933 1 

Clostridiales; 
1882594 1882494 3 
1906740 1906640 4 
Bacteroidetes; 

2577941 2577841 6 


2579370 2579270 6 


2654617 2654525 9 


104 


ribosomal RNA, partial sequence 
Spirochaetales; 
290086 Bacteria_16S 


100 


ribosomal RNA, partial sequence 
Clostridia; 
290086 Bacteria_16S 


102 


102 


104 


104 


100 


strain SWub3 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


Ric 


gi|265678975 


130392 13190 


gi| 265678850 


314818 31623 
Ric 


gi| 265678849 


253680770 


gi 


gi|219846514 


gi|219878445 


gi|219857617 


1519166 15206 
Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
290086 Bacteria_16S 


gi] 219857543 


1522207 15236 
Spirochaetaceae; Treponema. 


gi|219878428 


1669639 16711 
Clostridiaceae; 


gi|219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridia; 
290086 Bacteria_16S 


gi|219878259 


I/26Corl 16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacte 


gi|219857283 


gi|219857282 


gi| 219857222 


Sphingo 


49907 
ibrionales; 


vobacteriales; 


kettsiaceae; 


31628 


1 sequence 


ref 


ref 


ref 


kettsiaceae; Rickettsieae; 


ref 


Euba 
ref 


ref 


ref 


ref 


ref 


ref 


rial 
ref 
lomo 
; Ce 
ref 
lomo 
; Ce 


2 Chrysiogenes 


1475465 147693 
Actinomyceta 
mplex (MAC). 


1905456 190681 


NR_029155.1 


NR_029154.1 


NR_028018.1 
a rickettsii 
NR_026106.1 


cterium. 
NR_025584.1 


les; Coryneb 


NR_025206.1 


NR_025131.1 


NR_025567.1 


NR_025417.1 


NR_025398.1 


es; Flexibac 
NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
1llulomonadac 


ref 


ref |NR_029359.1| Hymenobacter 

18082 19577 Hymenobacter 
bacteriales; Flexibacteraceae; 
ref |NR_029338.1| Desulfovibrio 

51436 Desulfovibrio alaskensis 

Desulfovibrionaceae; Desulfovibrio. 
ref|NR_029312.1| Capnocytophaga 

87607 88985 Capnocytophaga 

Flavobacteriaceae; Capnocytophaga. 

ref|NR_029283.1| Chrysiogenes arsenatis 


arsenatis Bacteria; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 
Rickettsieae; 


Rickettsia; typhus 


Rickettsia akari 


2 317695 Rickettsia akari Bacteria; 
kettsiaceae; Rickettsieae; 


Rickettsia; spotted 
Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 
Clostridium. 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 


Hymenobacter 

7 Hymenobacter 

teraceae; Hymenobacter. 
Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 


NR_024850.1 


Azoarcus communis 


2653267 2654616 Azoarcus communis Bacteria; 


290086 Bacteria_16S 2712985 2712888 1 97 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

290086 Bacteria_16S 2746096 2745996 6 104 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

290086 Bacteria_16S 3066445 3066345 4 102 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

290086 Bacteria_16S 3314426 3314326 1 100 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

290086 Bacteria_16S 3680235 3680139 3 98 gi|219846451|ref|NR_026042.1| Rickettsia 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 3680323 Rickettsia 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

290086 Bacteria_16S 3716270 3716169 1 100 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 
strain CKK 16S ribosomal RNA, complete sequence 3714904 3716367 Mycoplasma pullorum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 3781955 3781859 3 98 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

290086 Bacteria_16S 3847099 3847003 3 98 gi|219846331|ref|NR_025921.1| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

290086 Bacteria_16S 3848589 3848493 3 98 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 


Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 

290086 Bacteria_16S 3850079 3849983 3 98 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

290086 Bacteria_16S 3932779 3932687 6 97 gi|219846272|ref|NR_025862.1] Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

290086 Bacteria_16S 1367 1268 3 100 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

290086 Bacteria_16S 2906 2807 3 100 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

290086 Bacteria_16S 404163 404060 3 104 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

290086 Bacteria_16S 405696 405597 3 100 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

290086 Bacteria_16S 410320 410217 3 104 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

290086 Bacteria_16S 438300 438201 3 100 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

290086 Bacteria_16S 461225 461126 3 100 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

290086 Bacteria_16S 554491 554388 3 104 gi| 265678683 |ref|NR_028988.1| Streptomyces 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 


flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


Strepto 


mycineae; 


290086 Bacteria_16S 
pluranimalium str 


pluranimalium Bac 
Actinomycetaceae; 


290086 Bacteria_16S 


strain YIM90005 1 


beijiangensis Bac 
Streptomycetaceae 


290086 Bacteria_16S 861998 861899 3 100 gi|265678471|ref|NR_028774.1 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
290086 Bacteria_16S 876999 876904 3 96 gi|265678461|ref|NR_028764.1 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Strept 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptomyces. 

290086 Bacteria_16S 969354 969255 6 104 gi|265678398|ref|NR_028700.1 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Kitasatospora. 

290086 Bacteria_16S 1086372 1086269 3 104 gi|265678319|ref|NR_028621.1 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
290086 Bacteria_16S 1275294 1275192 4 104 gi|219846219|ref|NR_025809.1 
strain AT1013 16S ribosomal RNA, partial sequence 1273959 12753 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 
290086 Bacteria_16S 1417460 1417361 3 100 gi|224581447|ref|NR_027229.1 


glauca strain K62 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharomonospora. 

290086 Bacteria_16S 1528180 1528081 3 100 gi|219857435|ref|NR_025023.1 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

290086 Bacteria_16S 1535728 1535629 3 100 gi|219857414|ref|NR_025002.1 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

290086 Bacteria_16S 1564324 1564225 3 100 gi| 219846103 |ref|NR_025693.1 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 156296 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

290086 Bacteria_16S 1591753 1591650 3 104 gi|219878484|ref|NR_025623.1 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 159188 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

290086 Bacteria_16S 1669476 1669373 3 104 gi| 219878429 |ref|NR_025568.1 


strain R2014 16S 


669592 669489 3 104 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

774981 774882 3 


100 gi 


787314 787211 3 104 gi 
ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


qu 


’ 


16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
no 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


290086 Bacteria_16S 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


290086 Bacteria_16S 


keratiniphila sub 


Amycolatopsis keratiniphila subsp. 


Actinomycetales; 


290086 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


1673966 1673867 3 100 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1675489 1675390 3 100 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1676988 1676889 3 100 gi 
sp. nogabecina strain DSM 44586 16S ri 


al 
ae 


s 
A 


bo 


Pseudonocardineae; Pseudonocardiaceae; 
1678505 1678406 3 100 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


s 
A 


265678603 
al sequenc 
e; Actinomycet 


265678530 
6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
290086 Bacteria_16S 
beijiangensis str 


donocardin 
265678521 


ence 


e; Actinomycet 


14160 


1668114 16695 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
290086 Bacteria_16S 


mycineae 


219878426 


sequenc 
Actino: 


’ 


219878425 


equence 
ctinomyc 


219878424 


somal RN. 


equence 
ctinomyc 


290086 Bacteria_16S 


strain MG 417-CF 


Amycolatopsis. 


1680026 1679927 3 100 gi 
17 16S ribosomal RNA, partial sequence 


219878422 


ref|NR_028908.1 
e 668320 669706 
ales; Actino 
ref|NR_028834.1 
eae; Pseudonocar 
ref|NR_028825.1 
785920 787418 
ales; Strept 


93 1417582 Saccha 


; Actinomycetace 
ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseud 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


ref 
A, Pp 


NR_025563.1 
artial seque 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


Arcanobacterium 
Arcanobacterium 
mycineae; 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Streptomyces 
Streptomyces 
omycineae; 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Kitasatospora 
Kitasatospora 


tomycineae; 


Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Streptomyces 
8 Streptomyces 


mycineae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Amycolatopsis 

6 Amycolatopsis 

onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 1675626 1677096 


nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Amycolato 
219878423 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


ref|NR_025561.1 


Amycolatopsis japonica 


1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


290086 Bacteria_16S 1769912 1769813 1 98 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

290086 Bacteria_16S 1775865 1775762 3 104 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

290086 Bacteria_16S 1789398 1789295 3 104 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

290086 Bacteria_16S 1849129 1849026 3 104 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

290086 Bacteria_16S 1887296 1887197 3 100 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 

290086 Bacteria_16S 2139974 2139875 3 100 gi| 219857642 |ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

290086 Bacteria_16S 2150545 2150446 3 100 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
290086 Bacteria_16S 2249005 2248902 3 104 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

290086 Bacteria_16S 2258193 2258090 3 104 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

290086 Bacteria_16S 2311447 2311348 3 100 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

290086 Bacteria_16S 2400775 2400676 1 99 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

290086 Bacteria_16S 2553229 2553126 3 104 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

290086 Bacteria_16S 2554790 2554687 3 104 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

290086 Bacteria_16S 2610185 2610086 3 100 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

290086 Bacteria_16S 2611758 2611659 3 100 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
290086 Bacteria_16S 2613285 2613186 3 100 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
290086 Bacteria_16S 2677073 2676974 1 98 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
strain Pd55 16S ribosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

290086 Bacteria_16S 2772970 2772867 3 104 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

290086 Bacteria_16S 2774505 2774402 3 104 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 2776043 2775940 3 104 gi|219857133|ref|NR_024761.1| Streptomyces platensis 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomyceta 


ceae; Streptomyces. 


290086 Bacteria_16S 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


kasugaensis Bacte 
Streptomycetaceae; 
290086 Bacteria_16S 
strain IMC S-0802 


290086 Bacteria_16S 
thermolineatus st 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
290086 Bacteria_16S 
multiseptatus str 
multiseptatus Bac 
Geodermatophilace 
290086 Bacteria_16S 
SPS-17 16S ribosomal 
Thermus; Deinococci; 
290086 Bacteria_16S 
strain ATCC 25470 


ae; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


290086 Bacteria_16S 
strain DSM 43067 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
290086 Bacteria_16S 
strain 1A-C 16S r 


290086 Bacteria_16S 
hordeovulneris st 


Actinomycetaceae; 
290086 Bacteria_16S 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae; 
290086 Bacteria_16S 
strain DSM 40089 


Actinobacteria; Actinobacteridae; Actinomycetales; 


290086 Bacteria_16S 


bikiniensis Bacte 
Streptomycetaceae; 
290086 Bacteria_16S 
strain DSM 44070 16S 
Bacteria; Actinob 
Thermocrispum. 
290086 Bacteria_16S 
verrucosospora st 


Thermomonosporaceae; 
290086 Bacteria_16S 
strain FD 25934 1 


2831762 2831659 3 


2833300 2833197 3 


2979873 2979770 3 


104 


104 


104 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
290086 Bacteria_16S 
strain IFO 14679 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
290086 Bacteria_16S 
atramentaria stra 


Thermomonosporaceae; 
290086 Bacteria_16S 


strain PU 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
290086 Bacteria_16S 
aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


rain A1484 16S ribosomal RNA, partial 


219856903 
equence 


219856902 


28319 


219846937 
sequence 


Actinomyc 


ref 


s 
ref 


28 2833415 Strep 
Streptomycineae; 


2978510 29799 


NR_024724.1 
es; 
NR_024723.1 
treptomycet 


NR_026529.1 
9 


7 
Streptomycineae; 


Streptomyces 
7 Streptomyces 


Streptomyces albulus 


tomyces albulus Bacteria; 
aceae; 


Streptomyces. 
Streptomyces 
0 Streptomyces 


; Actinomycetales; Streptomycineae; 
Streptomyces. 
3011759 3011656 3 104 gi|219846916|ref|NR_026508.1| Modestobacter 
ain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Modestobacter. 
3019322 3019219 3 104 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermales; Thermaceae; Thermus. 
3105464 3105361 3 104 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
3255227 3255128 3 100 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Streptosporangineae; Thermomonosporaceae; 
3311446 3311343 3 104 gi|219846713|ref|NR_026305.1| Georgenia muralis 
ibosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 
3417796 3417693 3 104 gi|219846633|ref|NR_026225.1| Actinomyces 
rain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 
3448819 3448716 3 104 gi|219846611|ref|NR_026203.1| Streptomyces 
DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomyces. 
3485365 3485262 3 104 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
3486932 3486829 3 104 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomyces. 
3496019 3495920 3 100 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
3725364 3725265 3 100 gi|219846418|ref|NR_026009.1| Actinomadura 
rain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Actinomadura. 
3728277 3728178 3 100 gi|219846416|ref|NR_026007.1| Actinomadura macra 
6S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Streptosporangineae; Thermomonosporaceae; 
3732645 3732546 3 100 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Streptosporangineae; Thermomonosporaceae; 
3734107 3734008 3 100 gi|219846412|ref|NR_026003.1| Actinomadura 
in SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Actinomadura. 
3787938 3787840 4 100 gi|219846372|ref|NR_025963.1| Mycoplasma felifaucium 
3786577 3788011 Mycoplasma felifaucium Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
3841004 3840901 3 104 gi|219846335|ref|NR_025925.1| Blastococcus 
B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
acteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
3923341 3923238 3 104 gi|219846279|ref|NR_025869.1| Streptomyces 


290086 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 


eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
3924922 3924819 3 


Streptomycetaceae; 


290086 Bacteria_16S 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 

3926503 3926400 3 


Streptomycetaceae; 


290086 Bacteria_16S 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 
acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 
strain RL-34 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
290086 Bacteria_16S 
olivochromogenes strain DSM 40451 16S ribosomal RNA, pa 
olivochromogenes Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 
strain B7319 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
290086 Bacteria_16S 
tunicata strain D2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 


Pseudoalteromonas. 


290086 Bacteria_16S 
longreachensis strain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; 


Desulfovibrio. 


290086 Bacteria_16S 
strain 961*00022/98 16S ribosomal RNA, partial sequence 
Actinobacteria; Coriobacteridae; 
290086 Bacteria_16S 
strain M069 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


290086 Bacteria_16S 


asaccharolytica strain 580 16S ribosomal RNA, partial s 
asaccharolytica Bacteria; Actinobacteria; Actinobacteri 
Pseudonocardia. 
108845 108747 3 
conspicuum strain 3895/92 16S ribosomal RNA, partial se 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 
116593 116495 3 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial seq 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 
222025 221927 3 


Pseudonocardiaceae; 
290086 Bacteria_16S 


290086 Bacteria_16S 


290086 Bacteria_16S 


3928083 3927980 3 
complete 


3929664 3929561 3 
complete sequence 


4202415 4202312 3 


4203913 4203810 3 


complet 


Proteobacteria; Deltaproteobac 


Coriobacteriales; 


gi| 219846278 |ref 
te sequence 
Actinomycet 


comple 


gi| 219846277 |ref 
complete 
ridae; Actin 


gi|219846276|ref 
se 


’ 


gi|219846275|ref 
3928271 39298 
Strept 


gi| 219846073 |ref 

4202580 42040 
Streptomycineae; S 

gi| 265679057 |ref 
8961 
nadales; 


gi|265679056|ref 
e sequence 
teria; 


gi|265679041|ref 
33436 
Coriobacterineae; 
gi| 265679033 |ref 
45374 


gi|265678990|ref 
quence 
Actinomycetale 


gi| 265678985 |ref 
uence 


Actinomycetal 


gi| 265678915 |ref 


genavense strain 2289 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 
290086 Bacteria_16S 


290086 Bacteria_16S 


Mycobacterium. 
290086 Bacteria_16S 


290086 Bacteria_16S 


290086 Bacteria_16S 


Rhodococcus. 


226506 226408 3 
strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
228013 227915 3 
aichiense strain 49005 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


229519 229421 3 
strain 47001 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
231027 230929 3 
strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
246546 246448 3 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


gi|265678912|ref 
225125 226 
nebacter 
gi|265678911|ref 
nce 

ales; 


gi|265678910|ref 
228138 22959 
Corynebacterineae; 
gi| 265678909 |ref 
229646 23110 
Corynebacterineae; 
gi| 265678898 |ref 


e; 


te 


Actinomy 


rt 
id 


Des 


46777 
nebacterineae; 
gi|265679015|ref 
equence 


dae; Actinomyc 


65 
ryneba 


ales; 


58 


63 
ryneba 


omycineae; S 
gi|219846074|ref 
ial sequ 
Acti 


Pseud 


RR 


seq 


ceta 


ence 
nomy' 


27 Streptomyces 
treptomycet 


10342 11910 
vibrionales; 


ulfo 
Coriobacter 


Mycobacterium 
Mycobacteri 


72731 74244 


etales; Pseu 


107522 108917 
s; Corynebac 


15240 116730 
es; Coryneba 


9 222097 Mycoba 
cterineae; 


1 Mycobacterium 
ineae; 
2 228087 Mycoba 
cterineae; M 


5 Mycobacterium 


3 Mycobacterium 


NR_025868.1 


NR_025867.1 


omycetales; 


NR_025866.1 


NR_025865.1 


NR_025664.1 


NR_025663.1 


NR_029365.1 


NR_029364.1 


NR_029349.1 


NR_029341.1 


NR_029323.1 


NR_029298.1 


NR_029293.1 


NR_029223.1 


NR_029220.1 


Mycobacteri 
NR_029219.1 


NR_029218.1 


Mycobacteri 
NR_029217.1 


Mycobacteri 


Streptomycineae; 


Streptomyces 


3923529 3925059 Streptomyces 
ales; Streptomycineae; 


Streptomyces 


uence 3925110 3926640 Streptomyces 


Streptomycineae; 


Streptomyces 


3926691 3928220 Streptomyces 
les; Streptomycineae; 


Streptomyces scabiei 


00 Streptomyces scabiei Bacteria; 
treptomycetaceae; Streptomyces. 


Streptomyces 


4201082 4202529 Streptomyces 
cetales; Streptomycineae; 


Streptomyces aureus 


aureus Bacteria; 
aceae; Streptomyces. 


Pseudoalteromonas 


10291 Pseudoalteromonas tunicata 


oalteromonadaceae; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Atopobium vaginae 


34786 Atopobium vaginae Bacteria; 
iaceae; Atopobium. 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Pseudonocardia 
Pseudonocardia 
donocardineae; 


Mycobacterium 
Mycobacterium 
terineae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium genavense 


Mycobacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 


NR_029206.1 


Rhodococcus 


245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 


290086 Bacteria_16S 
xenovorans strain LB400 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
290086 Bacteria_16S 
strain MCRL 0044 


257073 256999 1 74 gi 


266051 265953 3 99 gi 


343749 343651 3 99 gi 
YU 636-3 16S ribosomal RNA, partial se 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
290086 Bacteria_16S 
japonicum strain 
japonicum Bacteri 
Cryptosporangium. 
290086 Bacteria_16S 


donocardineae; 


quence 


265678891 |ref|NR_029199.1 


265678883 |ref|NR_029189.1 


265678829 |ref|NR_029134.1 


342395 343854 


Burkholderia 


ence 255703 257168 Burkholderia xenovorans 
riales; Burkholderiaceae; 


Burkholderia. 
Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
Pseudonocardiaceae; 


Kutzneria. 
Cryptosporangium 
Cryptosporangium 


a; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
371999 371901 1 98 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 
Pseudovibrio. 
290086 Bacteria_16S 
lavamentivorans strain DS-1 16S ribosomal RNA, partial 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 
Parvibaculum. 
290086 Bacteria_16S 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 
Actinosynnemataceae; 
290086 Bacteria_16S 
brisbanense strain W6743 16S ribosomal RNA, partial seq 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; 
290086 Bacteria_16S 
boenickei strain 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
290086 Bacteria_16S 
ludipueritiae strain 170-96 16S ribosomal RNA, partial 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobact 


Roseomonas. 


290086 Bacteria_16S 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae 
Mycobacteriaceae; 
290086 Bacteria_16S 
holsaticum strain 


Luteococcus. 


290086 Bacteria_16S 


290086 Bacteria_16S 


713177 713079 3 99 gi|265678574|ref|NR_028879.1 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 

720962 720864 1 98 gi| 265678568 |ref|NR_028872.1 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 


biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; 
Asticcacaulis. 
290086 Bacteria_16S 
strain PIPN-2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


382643 382545 1 98 gi 


450536 450438 3 99 gi 


Saccharothrix. 
479452 479354 3 99 gi 


Mycobacterium. 
481001 480903 3 99 gi 
W5998 16S ribosomal RNA, partial seque 


562172 562098 1 74 gi 


581707 581609 3 99 gi 


Mycobacterium. 
618183 618085 3 99 gi 


625590 625492 3 99 gi 


637824 637722 4 104 gi 


642463 642365 4 100 gi 


681818 681720 1 98 gi 
683223 683125 1 98 gi 
16S ribosomal RNA, partial sequence 


708573 708471 4 104 gi 


265678800 
sequence 


265678755 


ref 
381306 382756 


ref 


e; Actinomycetales; 


NR_029105.1 


Phyll 


NR_029060.1 


uence 


nce 
ales; 


sequence 
eria; 


; Actinomycetales; 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
290086 Bacteria_16S 
strain E846 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 
strain HKI 0119 1 


ales; 


624219 625725 Mycobacterium 
nebacterineae; 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Nesterenkonia. 
290086 Bacteria_16S 
strain NA 1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
290086 Bacteria_16S 
strain NCTC 10617 
Proteobacteria; 
290086 Bacteria_16S 
strain 216 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 


sequence 


680477 68183 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


707255 70861 


737764 737662 4 104 gi 


Entomoplasmatales; 


265678732 |ref|NR_029037.1 


Actinomycetales; 


265678731|ref|NR_029036.1 


265678678 |ref|NR_028983.1 


265678665 
sequence 


ref |NR_028970.1 


265678640|ref|NR_028945.1 


265678635|ref|NR_028940.1 


265678626 |ref|NR_028931.1 


265678623|ref|NR_028928.1 


Actinomycetales; 


265678595 |ref|NR_028900.1 


Neisseria. 


265678594 |ref|NR_028899.1 


681882 683236 Neisse 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


Neisseria. 


265678577|ref|NR_028882.1 


265678556|ref|NR_028860.1 


Entomoplasma. 


478074 479572 
Coryneba 


479623 481120 Mycoba 
Corynebacterineae; Mycobacteriaceae; 


560822 562307 
Rhodospirillales; Ac 


580337 581817 
Coryneb 


616795 618320 Mycoba 


Corynebacterineae; M 


Mycobacteri 


641107 642573 
Micro 


Caulobacterales; Cau 


Rhodobacterales; Rhodobacteraceae; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Saccharothrix 
Saccharothrix 


Pseudonocardineae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 


Roseomonas 
Roseomonas 
etobacteraceae; 


Mycobacterium 
Mycobacterium 
acterineae; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
ococcineae; Intrasporangia 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 
Propionibacterineae; Propionib 


acteriaceae; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Entomoplasma lucivorax 


736380 737897 Entomoplasma lucivorax Bacteria; 
Entomoplasmataceae; 


290086 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


strain J72 16S ri 
montefiorense str 


montefiorense Bac 
Mycobacteriaceae; 


290086 Bacteria_16S 


strain AS4.0578 1 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


290086 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


290086 Bacteria_16S 
train NRRL B-3298 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteria; Actinobacteridae; 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


290086 Bacteria_16S 


pretiosum subsp. 


759697 759599 1 


790353 790255 3 


811850 811752 3 


Mycobacterium. 
878496 878398 3 


881503 881405 3 


889147 889049 3 


913706 913608 3 


Lechevalieria. 
915264 915166 3 


ae; 


98 


osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neisseriaceae; 
290086 Bacteria_16S 


99 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
290086 Bacteria_16S 
ain ATCC BAA-256 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


99 


99 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
290086 Bacteria_16S 


99 


37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


99 


-1520 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


99 


99 


pretiosum strain C-15003 16S ribosomal 


gi| 265678540 
758305 75981 


ref 


gi| 265678519 
789013 79048 


ref 


265678505 |ref 


gi 


265678460 |ref 


gi 


265678458 
88012 


gi ref 


265678452 
88778 


gi ref 


265678436 |ref 


gi 
Actinomyc 


265678435 |ref 
RNA, partial 


gi 


e; Actinomycetales; 


9 881579 Lentz 
Pseudonocardineae; 


3 889225 Saccha 
Pseudonocardineae; 


NR_028844.1 


NR_028823.1 


NR_028808.1 
810468 


NR_028763.1 


NR_028760.1 


NR_028754.1 
P 
NR_028738.1 
e 912332 


etales; Pseu 


NR_028737.1 
sequence 


Alysiella filiformis 


5 Alysiella filiformis Bacteria; 
Alysiella. 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
Gordoniaceae; 


Gordonia. 
Mycobacterium 
811984 Mycobacterium 


Corynebacterineae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Lentzea californiensis 


ea californiensis 
Actinosynnemataceae; 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
strain Y9 16S rib 
auratinigra strai 


auratinigra Bacte 
Micromonosporacea 


290086 Bacteria_16S 


strain LK2-10 16S 


Micromonospora. 


290086 Bacteria_16S 


strain I-132 16S 
Actinobacteria; A 


290086 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
290086 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 


Corynebacteriaceae; 
290086 Bacteria_16S 


phragmitetus stra 


phragmitetus Bacteria; 


Pannonibacter. 


290086 Bacteria_16S 


Bacteria; Bactero 


290086 Bacteria_16S 


1115211 1115113 3 99 gi|265678299|ref|NR_028600.1 
ribosomal RNA, partial sequence 1113840 11153 
ctinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiace 

1116737 1116639 3 99 gi| 265678298 |ref|NR_028599.1 
ribosomal RNA, partial sequence 1115364 11168 

cteridae; Actinomycetales; Kineosporiineae; Kineosporiace 

1134821 1134723 3 99 gi| 253680767 |ref|NR_028015.1 
CECT 5990 16S ribosomal RNA, partial sequence 1133500 113488 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 

Corynebacterium. 

1143948 1143850 1 98 gi|253680761|ref|NR_028009.1 
in C6-19 16S ribosomal RNA, partial sequence 1142608 114408 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 

1199956 1199854 4 104 gi|228715480|ref|NR_027533.1 

DSM 18053 16S ribosomal RNA, partial sequence 1198618 12000 
idetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; D 
1219484 1219382 4 104 gi|219878368|ref|NR_025507.1 

16S ribosomal RNA, partial sequence 12181 


strain CCUG 33897 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Luteococcus. 


290086 Bacteria_16S 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


290086 Bacteria_16S 


strain ELCA-2 16S 


Tenericutes; Mollicutes; 


964767 964669 3 


1032007 1031909 3 


e; Micromonospora. 
1048927 1048829 3 


1236216 1236118 3 


Mycobacterium. 
1279678 1279580 4 


290086 Bacteria_16S 


1334523 1334421 4 


Pseudonocardineae; Actinosynnemataceae; 
290086 Bacteria_16S 


99 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
290086 Bacteria_16S 


99 


n TT1-11 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


99 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


99 


strain DSM 44346 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; 


100 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


104 


Entomoplasmataceae; 


gi|265678402 
963457 96488 


ref 


265678357 |ref 


gi 
Actinomycetal 


gi| 265678346 
1047573 10490 
Micromonosporineae 


ref 


Propioni 


219878254 |ref 


gi 
Actinom 
gi| 219846093 
1278319 12798 


Mesop 
228721490|ref 


ref 


gi 


Actinosynnema. 


1030633 10321 


99 1219566 Luteoc 


NR_028704.1 
Nocardiacea 
NR_028659.1 


1 
es; Micromon 
NR_028648.1 


; Micromonos 


bacterineae 
NR_025393.1 
e 123486 
ycetales; Co 


NR_025683.1 


lasma. 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Micromonospora 

4 Micromonospora 

osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 

Corynebacterium 
1 Corynebacterium 
erineae; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Mycobacterium 
8 1236341 Mycobacterium 


rynebacterineae; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


NR_027613.1 


Beutenbergia cavernae 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 


Beutenbergia. 


290086 Bacteria_16S 
hafniense strain 
DCB-2 Bacteria; F 
290086 Bacteria_16S 
DSM 43247 16S rib 


irmicutes; 


1342090 1341992 1 


1351354 1351256 3 


osomal RNA, partial sequence 


98 gi 


DCB-2 16S ribosomal RNA, partial seque 
Clostridia; 


Clostridiales; 
99 gi 


1349993 13514 


228721140 
nce 13406 
Peptococca 
228720546 


ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027594.1 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
290086 Bacteria_16S 1389039 1388965 1 74 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

290086 Bacteria_16S 1399446 1399348 3 99 gi|228715357|ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 

290086 Bacteria_16S 1440605 1440507 3 99 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
290086 Bacteria_16S 1452731 1452633 3 99 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

290086 Bacteria_16S 1495113 1495015 3 99 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 


Couchioplanes caeruleus subsp. 


Actinomycetales; 


290086 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


290086 Bacteria_16S 


matsumotoense str 
matsumotoense Bac 
Micromonosporacea 


290086 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


290086 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


290086 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


290086 Bacteria_16S 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
290086 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


albatum strain R 
Bacteria; Actinob 
Kibdelosporangium 


290086 Bacteria_16S 


echinoides strain 
echinoides Bacter 


290086 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


290086 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


290086 Bacteria_16S 


strain DSM 44222 
Actinobacteria; A 


290086 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


290086 Bacteria_16S 


Micromonosporineae; Micromonosporaceae; Couchioplanes. 

1508565 1508467 1 98 gi| 219846303 |ref|NR_025893.1 
train ATCC 25295 16S ribosomal RNA, complete sequence 150715 
longata Bacteria; Proteobacteria; Betaproteobacteria; Neisserial 

1532733 1532635 3 99 gi| 219857427 |ref|NR_025015.1 
ain IMSNU 22003 16S ribosomal RNA, partial sequence 153135 
teria; Actinobacteria; Actinobacteridae; Actinomycet 
e; Micromonospora. 

1537237 1537139 3 99 gi| 219857378 |ref|NR_024966.1 

NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 153737 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
ae; Saccharothrix. 

1543470 1543372 3 99 gi|219857374|ref|NR_024962.1 

NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 154360 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
ae; Actinokineospora. 

1561391 1561293 3 99 gi| 219846147 |ref|NR_025737.1 
in 502329 16S ribosomal RNA, partial sequence 1560055 156148 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 

Mycobacterium. 
1574886 1574788 3 99 gi|219856868|ref|NR_024687.1 


do 


1576412 1576314 3 99 gi 
do 
1666397 1666299 3 99 gi 
761-7 16S ribosomal RNA, partial seque 


acteria; Actinobacteridae; Actinomycet 


nc 
al 
1704608 1704510 1 98 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1710677 1710579 3 99 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


s 
a; 


ce 
al 


1727352 1727254 3 99 gi 
DSM 44223 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

1728891 1728793 3 


99 gi 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


290086 Bacteria_16S 219878431 


219878405 


219878401 


219878390 


219878389 


nocardin 


nocardin 


16650 
Pseu 


e 
es; 


equence 
Rhizobi 


17093 


es; Cory 


uence 
inomycet 


16S ribosomal RNA, partial sequence 1727522 17290 
ctinobacteridae; Actinomycetales; Corynebacterin 
1731940 1731842 3 99 gi| 219878387 
n DSM 44221 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
Mycobacterium. 
1833816 1833714 4 104 gi| 219878313 


Actinosynne 
NR_024686.1 


eae; 
ref 


eae; Actinosynne 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


ref|NR_025529.1 

1725987 172747 
ales; Corynebact 
ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 
1730570 173206 
etales; Coryneba 


scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Micromonospora 
9 1532864 Micromonospora 


ales; Micromonosporineae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Methylocystis 

7 Methylocystis 
taceae; Methylocystis. 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


ref|NR_025452.1 
1832458 183383 


Bifidobacterium 
7 Bifidobacterium 


scardovii Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacterium. 


290086 Bacteria_16S 


strain IMSNU 2200 


smegmatis strain 


smegmatis Bacteri 


Mycobacteriaceae; 


290086 Bacteria_16S 
lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 
290086 Bacteria_16S 
avidum strain DSM 
Bacteria; Actinob 
Propionibacterium. 
290086 Bacteria_16S 
heidelbergense st 
heidelbergense Ba 


Mycobacteriaceae; 


290086 Bacteria_16S 
pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 
290086 Bacteria_16S 
ATCC 25 
a; 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


290086 Bacteria_16S 
in ATCC 19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae; 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


290086 Bacteria_16S 
ATCC 27282 16S 
a; Actinobacteria; Actinobacteridae; Act 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


290086 Bacteria_16S 
ATCC 35 
a; 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


290086 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


290086 Bacteria_16S 


strain ATCC 51384 


Actinobacteria; Actinoba 
290086 Bacteria_16S 
6S ribo 
Actinobacteria; Actinoba 
290086 Bacteria_16S 
ain 10b 
teria; 

dococcu 


strain ATCC 927 1 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


290086 Bacteria_16S 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


strain NRCM 00-25 


strain ICPB 3636 


Proteobacteria; B 


acteria; 
cobacte 


acteria; 
cobacte 


Mycobacterium. 


6482 1 


420 16S 


2130891 21 


Mycobacterium. 
2132396 21 


Mycobacterium. 
2133899 21 
087 16S 


Mycobacterium. 
2135412 21 
16S ribosomal 


2136930 21 
16S ribosomal 


2165604 21 


2174725 21 


Ss. 
2195962 21 


2218643 22 


2266017 22 


2328170 23 


1867310 1867212 3 
4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
290086 Bacteria_16S 
spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 
290086 Bacteria_16S 


2112740 2112642 3 


99 


cteria; Actinobacteria; Actinobacteridae; 


99 


99 
ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tubercul 
gi 


30793 3 99 


32298 3 99 
ribosomal RNA, partial 


33801 3 99 
ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Act 


35314 3 99 
RNA, partial sequence 


Actinobacteridae; Actinomycet 
rium tuberculosis complex. 


36832 3 99 
RNA, partial sequence 


cteridae; Actinomycetales; Corynebacterineae; 
gi 
somal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Corynebacterineae; 
gi 
c312 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


65506 3 99 


74627 3 99 


95864 3 99 


18545 3 99 


65919 1 98 


28072 3 99 


gi 


gi 
6S ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 
rium tuberculosis complex. 


2129412 2129314 3 gi 


gi 


gi 


gi 


gi 


gi 
ain M712 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
dococcus. 
290086 Bacteria_16S gi 
5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
290086 Bacteria_16S gi 
16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neiss 


290086 Bacteria_16S gi 


Bifidobacteriales; 


219878290 
18659 


ref 


219857660 
e 21113 
es; 


ref 
al 


219857649 
sequence 

inomycet 
osis compl 
219857648 
al sequenc 
Actinomyceta 


ref 
2 
ales; 
ex. 
ref 


les; 


219857647 
sequence 
inomycet 


ref 
2 
ales; 


219857646 
sequence 
inomycet 


ref 


ND 


ales; 


219857645 
21340 


ref 


ales; 


219857644 
21355 


ref 


219857625|ref 


219857619 
sequence 
Actinomycet 


ref 
ales 
219857602|ref 

Actinomycetales 


219857587 
22172 


ref 


219857556 |ref 


eriaceae; 
219857511 


ref 


Bifidobacteriaceae; 


NR_025429.1 
35 1867442 Asano 
Micromono 


Actinomycetales; 


NR_025249.1 
81 2112761 Mycob 
Corynebacterineae; 


NR_025238.1 
128040 21294 
Corynebac 


NR_0252 
e 2129523 21309 
Coryneb 


NR_0252 
131039 21324 
Corynebac 


NR_0252 
132540 21339 
Corynebac 


NR_025234.1 
40 2135523 Mycob 
Corynebacterineae; 


NR_025233.1 
74 2137022 Mycoba 
Mycobacteri 
NR_025214.1 
35 Mycobacterium 
Mycobacteri 
NR_025208.1 
2173451 21748 


Cc 


’ 


NR_025190.1 
2194621 2 


Cc 


’ 


NR_025175.1 
72 2218741 Mycob 
Mycoba 
NR_025144.1 


s 


a 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 


1950980 1950882 3 99 gi|219878228|ref|NR_025367.1| Pseudonocardia 
in LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Pseudonocardia. 

2034567 2034469 3 99 gi|219878172|ref|NR_025311.1| Mycobacterium 
ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

2080730 2080628 4 104 gi|219878136|ref|NR_025275.1| Propionimicrobium 
in DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionimicrobium. 

2082287 2082185 4 104 gi|219878135|ref|NR_025274.1| Propionibacterium 

4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 

2091349 2091251 3 99 gi|219878129|ref|NR_025268.1| Mycobacterium 
rain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 


Corynebacterineae; 


7 
t 


37.1 
8 


36.1 
8 
tc 


35.1 
8 


a 
M 


5 
oryne 


1960 
oryn 


3 
e 


a 


cteri 


NR_025099.1 


Mycobacterium 


acterium pinnipedii 
Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Rhodococcus 

9 Rhodococcus 
bacterineae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 
Simonsiella. 


Mycobacterium doricum 


strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


290086 Bacteria_16S 
n LMG S-19263 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


290086 Bacteria_16S 
in LCDC-98A072 16S ribosomal RNA, partial sequen 
eria; Actinobacteria; Actinobacteridae; 


australiense stra 
australiense Bact 
Propionibacteriac 


290086 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


strain PG15 16S r 
Tenericutes; Moll 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


290086 Bacteria_16S 


strain DNP505 16S 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


290086 Bacteria_16S 


strain FI-25796 1 


bendigoensis stra 


strain CIP 103464 


taberi strain DSM 


Saccharopolyspora 


290086 Bacteria_16S 


strain K97-0003 1 


2329574 2329476 4 


; Microbacterium. 
2359837 2359735 4 


eae; Propionibacterium. 
2368999 2368901 4 


2373501 2373403 4 


2422385 2422287 3 


dococcus. 
2497662 2497564 3 


2588650 2588548 4 


Friedmanniella. 
2594870 2594772 3 


2627173 2627071 4 


Tessaracoccus. 
2640874 2640776 3 


2667934 2667836 3 


2725112 2725014 3 


2796977 2796879 3 


Micromonosporaceae; Actinoplanes. 


290086 Bacteria_16S 
strain IFO 15962 16S ribosomal RNA, partial sequ 


minutisporangium 


2798498 2798400 3 


100 


104 


100 


rain AH159 16S ribosomal RNA, partial sequence 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
290086 Bacteria_16S 


100 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
290086 Bacteria_16S 


99 


rain PDB9 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


99 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
290086 Bacteria_16S 


104 


Ben 107 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


99 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
290086 Bacteria_16S 


104 


in Benl06 16S ribosomal RNA, partial sequence 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; 
290086 Bacteria_16S 


99 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
290086 Bacteria_16S 
43856 16S ribosomal RNA, partial sequence 26665 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


99 


99 


6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
290086 Bacteria_16S 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 


99 


99 


gi| 219857510 


gi|219857488 


gi|219857481 
gi|219857478 
2372144 23736 


gi] 219857445 


gi| 219857385 
2496307 24977 


gi|219857276 


gi| 219857272 


gi| 219857247 
Actinomy 


gi|219857231 
26395 


gi|219857212 
Pseu 


gi| 219857172 


gi|219857119 
sequenc 


gi|219857118 


sequenc 
Actinomycetales; 


Actinomycetales; 


ref |NR_025098.1 


ref |NR_025076.1 


ref|NR_025069.1 


ref|NR_025066.1 


ref|NR_025033.1 


ref |NR_024973.1 


ref |NR_024907.1 


ref |NR_024903.1 
10 Mycobacterium 
eae; 
ref |NR_024877.1 

2625807 262727 


ref |NR_024859.1 
eae; 


ref|NR_024840.1 


ref|NR_024800.1 
neae; Micromonos 
ref|NR_024747.1 
e 2795622 279709 


Microbacterium 


e 2328328 2329644 Microbacterium 
Micrococcineae; 


Propionibacterium 


ce 2358483 2359951 Propionibacterium 
Actinomycetales; Propionibacterineae; 


Mycoplasma 


2367647 2369075 Mycoplasma 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Rhodococcus 


2421026 2422502 Rhodococcus 
Corynebacterineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
Nocardiaceae; Rhodococcus. 


Friedmanniella 


2587275 2588749 Friedmanniella 
Propionibacterineae; 


Mycobacterium tusciae 
tusciae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Tessaracoccus 
1 Tessaracoccus 


cetales; Propionibacterineae; 


Mycobacterium alvei 


12 2640976 Mycobacterium alvei Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Saccharopolyspora 


99 2668066 Saccharopolyspora taberi 
donocardineae; Pseudonocardiaceae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Actinoplanes 
4 Actinoplanes 


Actinomycetales; 


Micromonosporineae; 


ref 
ence 


NR_024746.1 
279714 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 


strain IFO 12513 


strain IFO 13911 


2800020 2799922 3 


2801543 2801445 3 


2803064 2802966 3 


2804585 2804487 3 


2806107 2806009 3 


Micromonosporaceae; Actinoplanes. 
290086 Bacteria_16S 2807629 2807531 3 


2 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 
consettensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 


290086 Bacteria_16S 2809151 2809053 3 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 


Cryptosporangiaceae; Cryptosporangium. 
290086 Bacteria_16S 


99 


16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
290086 Bacteria 16S 


99 


16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
290086 Bacteria_16S 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
290086 Bacteria_16S 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; 


99 


99 


99 


99 


99 


gi|219857117 


gi|219857116 


gi|219857115 


gi| 219857114 


gi|219857113 


gi| 219857112 


Actinomycetales; 


Actinomycetales; 


ref|NR_024745.1 
neae; Micromonos 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 


ref|NR_024741.1 
2804752 280622 
Micromo 


ref |NR_024740.1 
2806275 280774 
Micromo 


gi|219857111 


Actinoplanes lobatus 


36 Actinoplanes lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 
omonosporineae; Micromonos 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


ref |NR_024739.1 
2807796 280926 


Actinoplanes 
7 Actinoplanes 


campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


290086 Bacteria_16S 


strain JCM 9312 1 


Catenuloplanes. 


290086 Bacteria_16S 
echinoides strain 
echinoides Bacter 


Sphingomonas. 


290086 Bacteria_16S 
capillaceus strai 


capillaceus Bacte 
Micromonosporacea 


290086 Bacteria_16S 


strain SJS0289-JS 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


290086 Bacteria_16S 


IFO 16102 16S rib 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


290086 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


290086 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


290086 Bacteria_16S 


strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
290086 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


290086 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


290086 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


290086 Bacteria_16S 


salinarius strain 
salinarius Bacter 


290086 Bacteria_16S 


strain HK1 0089 1 
Actinobacteria; A 


290086 Bacteria_16S 


strain DSM 43151 
Actinobacteria; A 


290086 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


290086 Bacteria_16S 


strain DSM 44183 
Actinobacteria; A 


290086 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


2830255 2830157 3 99 gi 


2865615 2865517 1 98 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


s 
a; 


2891868 2891770 3 99 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2907041 2906943 3 99 gi 
1 16S ribosomal RNA, partial sequence 


2938892 2938794 3 99 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 
2940411 2940313 3 
osomal RNA, partial sequence 


n 
2 

1 

; 


99 gi 
do 
2941932 2941834 3 99 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2943448 2943350 3 99 gi 
YU655-43 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Virgisporangium. 

2987512 2987414 3 99 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

3005857 3005759 1 98 gi 
6 16S ribosomal RNA, partial sequence 


ar 
da 


lo 
3016446 3016344 4 104 

S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3023898 3023800 3 99 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3103940 3103842 3 99 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3131050 3130972 6 83 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3133942 3133840 4 104 gi 


gi 
da 


1 
er 


qu 


’ 


ue 
ia 


290086 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 


219856904 
6S ribosomal RNA, partial sequence 2828900 28303 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


219856881 


219856862 
se 
Actinomyc 


219856852 


ebacterin 
19856831 


219856830 
2939058 29405 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


290086 Bacteria_16S 219856829 


eq 
Actinomyc 


219856828 


219846932 


219846920 
219846913 
3015068 30165 


219846908 


219846853 


219846835 


219846833 
6S ribosomal RNA, partial sequence 3132587 31340 


equence 
Sphingo 


quence 


29056 


sequence 
Actinomy 


nocardin 


uence 


ence 
inomycet 


tial seq 
e; Actin 


30045 


cystaceae; 


ceae; Dy 
sequence 
idae; Ac 


ence 
Actinomy 


nce 


les; Hal 


ref 
39 Catenuloplanes crispus Bacteria; 


neae; Micromono 


ref 


2864276 28657 


mona Sphi 


ref 


2890502 28919 
etal Micromo 
ref 


eae; 
ref 


ceta 
ref 


eae; 
ref 


etal 
ref 
ales 
ref 
uenc 


omyc 


ref 


ref 


tino 
ref 
ceta 
ref 


obac 
ref 


NR_024725. 
; 
NR_024700. 
dales; 
NR_024681. 


es; 


2937540 29390 
les; 


2940579 29420 
es; 


2942098 29435 


v 


e 29861 
etales; 


Methylosinus 


omonas. 


3022528 30239 
mycetales; 


Ww 


102586 31040 
les; 


w 


129667 31310 


NR_024671.1 
66 2907143 Willi 
Williamsia 
NR_024650.1 
Pseudo 


NR_024649.1 
28 Lentzea albida Bacteria; 
Actinosynn 
NR_024648.1 
Micromo 
NR_024647.1 
Micromono 
NR_026524.1 


Cor 


NR_026512.1 
29 3005936 Methy 


NR_026505.1 
31 Dysgonomonas 
sgon 
ref 


NR_026500.1 
NR_026445.1 
Micromo 
NR_026427.1 
teroidaceae; 


NR_026425.1 
43 Demetria terragena Bacteria; 


0 


4 


6 
s 


5 


1 


8 
Cc 


4 


4 


’ 


s 


3 
n 


5 
n 


a 
Cc 


n 


2 


ni 


y 


Catenuloplanes crispus 
poraceae; 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lentzea albida strain 


mataceae; Lentzea. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Rhodococcus 
6 2987629 Rhodococcus 


nebacterineae; 


Methylosinus sporium 
osinus sporium Bacteria; 


Dysgonomonas gadei 


gadei Bacteria; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Demetria terragena 


; Demetria. 


Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


ctinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae 

3334209 3334111 3 99 gi|219846696|ref|NR_026288.1 
16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes 
ctinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 

3335703 3335605 3 99 gi|219846695|ref|NR_026287.1 
in DSM 43805 16S ribosomal RNA, partial sequence 3334351 333579 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
e; Actinoplanes. 

3337199 3337101 3 99 gi|219846694|ref|NR_026286.1 
16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium 
ctinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 

3338709 3338611 3 99 gi| 219846693 |ref|NR_026285.1 
ain DSM 43528 16S ribosomal RNA, partial sequence 3337354 333881 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 

Mycobacterium. 
3340221 3340123 3 99 gi|219846692|ref|NR_026284.1 


Mycobacterium 


3338864 3340325 Mycobacterium 


austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 

290086 Bacteria_16S 3341744 3341646 3 99 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

290086 Bacteria_16S 3357072 3356970 4 104 gi|219846679|ref|NR_026271.1| Dermabacter hominis 


strain DSM 7083 1 


6S ribosomal RNA, partial sequence 3355696 33572 


06 Dermabacter hominis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 
290086 Bacteria_16S 3379982 3379882 1 100 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

290086 Bacteria_16S 3399574 3399472 4 104 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

290086 Bacteria_16S 3432535 3432437 3 99 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

290086 Bacteria_16S 3453515 3453413 4 104 gi|219846608|ref|NR_026200.1| Micrococcus lylae 


strain DSM 20315 


strain DSM 20541 


strain DSM 43205 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 


strain DSM 4954 1 


oc 


3458099 3458001 4 100 gi 
oc 


3473279 3473181 3 99 gi 
ne 
3474814 3474716 3 


16S ribosomal RNA, 


99 gi 
complete sequence 
ne 
3476337 3476239 3 


99 gi 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 


occineae; 
219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 


occineae; 
219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 


bacterin 
219846593 
34734 
bacterin 
219846592 
6S ribosomal RNA, partial sequence 3474975 34764 


3 Micrococcacea 
ref|NR_026197.1 
69 Nesterenkonia 
3; Micrococcacea 
ref|NR_026186.1 


eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref |NR_026184.1 


e 


11 Micrococcus lylae Bacteria; 
es 


Micrococcus. 

Nesterenkonia halobia 
halobia Bacteria; 

; Nesterenkonia. 
Rhodococcus opacus 


v 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
290086 Bacteria_16S 3477863 3477765 3 99 gi|219846591|ref|NR_026183.1]| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

290086 Bacteria_16S 3493093 3492995 3 99 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

290086 Bacteria_16S 3616442 3616344 3 99 gi| 219846495 |ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
290086 Bacteria_16S 3617952 3617854 3 99 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

290086 Bacteria_16S 3625083 3624985 3 99 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
290086 Bacteria_16S 3626628 3626530 3 99 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 


Bacteria; Actinob 
Mycobacterium. 


290086 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


290086 Bacteria_16S 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


290086 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


290086 Bacteria_16S 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 

3628191 3628093 1 98 gi| 219846487 |ref|NR_026079.1 

16S ribosomal RNA, complete sequence 3626780 3628323 Neisse 

acteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisse 

3637373 3637275 3 99 gi| 219846481 |ref|NR_026073.1 

16S ribosomal RNA, partial sequence 3636002 3637503 Mycoba 

acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 

3664966 3664868 3 99 gi|219846462|ref|NR_026054.1 

DSM 44277 16S ribosomal RNA, partial sequence 3663577 366509 

a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Mycobacterium. 

3686213 3686115 1 98 gi| 219846447 |ref|NR_026038.1 


chlororespirans strain Co23 16S ribosomal RNA, partial sequence 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 


ycobacteriaceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


3684807 368631 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 


290086 Bacteria_16S 3713309 3713211 3 99 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 

290086 Bacteria_16S 3714770 3714672 3 99 gi|219846427|ref|NR_026018.1| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

290086 Bacteria_16S 3722313 3722215 3 99 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

290086 Bacteria_16S 3783498 3783400 4 100 gi|219846375|ref|NR_025966.1| Mycoplasma 
leopharyngis strain LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycoplasma leopharyngis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 3875976 3875878 1 98 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

290086 Bacteria_16S 3889971 3889873 1 98 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

290086 Bacteria_16S 3891508 3891410 1 98 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 

290086 Bacteria_16S 3900686 3900588 1 98 gi|219846295|ref|NR_025885.1| Roseibium denhamense 


3899350 39007 


strain OCh 254 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
290086 Bacteria_16S 3912858 3912780 21 98 gi 
oligotrophica strain S58 16S ribosomal RNA, partial seq 
oligotrophica Bacteria; Proteobacteria; Alphaproteobact 
290086 Bacteria_16S 3918619 3918521 3 99 gi 
yamanashiensis strain YU 127-1 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 
Micromonosporaceae; Spirilliplanes. 

290086 Bacteria_16S 4039813 4039715 3 99 gi 
cosmeticum strain LTA-388 16S ribosomal RNA, partial se 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 

Mycobacteriaceae; Mycobacterium. 

290086 Bacteria_16S 4063858 4063760 3 99 gi 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, compl 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

290086 Bacteria_16S 4074465 4074367 3 99 gi 
parascrofulaceum strain HSC68 16S ribosomal RNA, partia 
parascrofulaceum Bacteria; Actinobacteria; Actinobacter 
Mycobacteriaceae; Mycobacterium. 

290086 Bacteria_16S 4116690 4116592 3 99 

strain W4937 16S ribosomal RNA, partial sequence 


ho 
219846286 
uence 

eria; Rhiz 
219846282 
al 
ae 


’ 


219846197 
quence 
Ac 


219846177 
ete seq 
Actinomyc 
219846170 
1 sequence 
idae; Acti 


gi|219846140 
4115405 41168 


dobacter 


sequenc 
Actino: 


tinomyce 


uen 


aceae; Roseibium 
ref|NR_025876.1 

3911550 391285 
obiales; Bradyrh 
ref |NR_025872.1 
e 3917267 391873 
mycetales; Micro 


ref|NR_025787.1 
4038441 403994 
tales; Corynebac 


ref |NR_025767.1 
ce 4062487 406399 
etales; Coryneba 


ref|NR_025760.1 
4073095 407456 
nomycetales; Cor 


ref|NR_025730.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
290086 Bacteria_16S 4185826 4185724 4 104 gi|219846086|ref|NR_025676.1 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 41859 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
290086 Bacteria_16S 4211513 4211415 3 99 gi|219846068|ref|NR_025658.1 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 421159 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Actinosynnemataceae; Saccharothrix. 

290086 Bacteria_16S 4234319 4234221 3 99 gi| 219846046 |ref|NR_025636.1 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
290086 Bacteria_16S 22513 22416 1 97 gi| 265679049 |ref|NR_029357.1 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 #Propionispira 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

290086 Bacteria_16S 209730 209633 1 97 gi| 265678923 |ref|NR_029231.1 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
290086 Bacteria_16S 282642 282545 1 97 gi|265678872|ref|NR_029178.1 
strain W 1471 16S ribosomal RNA, partial sequence 281272 28276 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

290086 Bacteria_16S 314681 314584 1 97 gi| 265678851 |ref|NR_029157.1 


A strain ELTDK 103 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 


43 Roseibium denhamense Bacteria; 


Agromonas 
7 Agromonas 


Spirilliplanes 
6 Spirilliplanes 


monosporineae; 


Mycobacterium 
7 Mycobacterium 


terineae; 


Mycobacterium 
2 Mycobacterium 


cterineae; 


Mycobacterium 


2 Mycobacterium 
ynebacterineae; 


Rhodococcus. 


Saccharothrix 


0 Saccharothrix 
cardineae; 


shottsii Bacteria; 


aceae; Mycobacterium. 
Propionispira arboris 


arboris Bacteria; 


Clostridium. 


izobiaceae; Agromonas. 


Rhodococcus gordoniae 
07 Rhodococcus gordoniae Bacteria; 
e; 
Entomoplasma luminosum 
49 Entomoplasma luminosum Bacteria; 


Mycobacterium shottsii 


Clostridium sporogenes 
idium sporogenes 


Eubacterium infirmum 
7 Eubacterium infirmum Bacteria; 


Clostridium botulinum 
313315 314767 Clostridium botulinum A 


290086 Bacteria_16S 


strain DSB MGU 15 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


290086 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; Clost 


290086 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


290086 Bacteria_16S 


strain LV3 16S ri 


349775 349678 4 99 gi 
-6 16S ribosomal RNA, partial sequence 


378081 377984 4 
complete sequence 
Actinomycetales; Micrococcineae; Micr 
388808 388711 1 97 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
402622 402525 4 99 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 
565254 565157 4 99 
bosomal RNA, partial sequence 


99 gi 


v 


gi 


265678825 

34841 
ococcineae 
265678803 
376697 378215 Agromyces 
obacteriac 
265678796 
387448 38884 
Veillonel 
265678787 
artial seq 
obacterida 


265678676 
563902 56532 


ref |NR_029130.1 


7 Mi 
ref 


crobacteriac 
NR_029108.1 
ulmi Bacte 
Agromyces. 
NR_029101.1 


eae; 
ref 


la. 
ref |NR_029092.1 
uence 401266 
e; Actinomycetal 


ref|NR_028981.1 


2 349877 Agromy 


xr 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 

Agromyces ulmi strain 
ia; Actinobacteria; 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 

290086 Bacteria_16S 633235 633142 1 93 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

290086 Bacteria_16S 648693 648596 4 99 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

290086 Bacteria_16S 677296 677195 1 100 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

290086 Bacteria_16S 684653 684560 1 93 gi| 265678593 |ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

290086 Bacteria_16S 756644 756547 4 99 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

290086 Bacteria_16S 828637 828540 1 97 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

290086 Bacteria_16S 830213 830116 1 97 gi| 265678493 |ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

290086 Bacteria_16S 869700 869599 1 100 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

290086 Bacteria_16S 886089 885992 4 99 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


290086 Bacteria_16S 


strain VKM Ac-180 
Actinobacteria; A 


290086 Bacteria_16S 


VKM Ac-1401 16S r 
Actinobacteria; A 


290086 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; A 


290086 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


290086 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


290086 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


290086 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


290086 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomyceta 
887625 887528 4 99 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
912185 912088 4 99 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1102970 1102873 4 99 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
99 


Micr 
gi 


’ 


1139403 1139306 4 


Micr 
gi 


fo} 


Actinomycetales; Micrococcineae; Micr 
1329850 1329769 1 81 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1402471 1402374 4 99 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1525159 1525062 1 97 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1568855 1568754 1 100 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 


fe} 


n 


A 


’ 


n 


Leptotr 


290086 Bacteria_16S 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 


1684651 1684554 1 97 gi 


88470 
les; 


265678453 


88624 


ococcineae 
265678437 
910794 91228 
ococcineae 
265678308 
1101592 11031 


253680764 
omal RNA, complete sequence 1138010 1139535 Leifs 


bacteriac 


219846090 


13284 
ellaceae; 


228715351 


14011 
ctinomyce 


219857527 


15237 
ellaceae; 


219846057 
1567482 15689 


ichia. 


219878419 


Micr 


1 886196 Ratha 
ococcineae; Mic 


Y' 
xr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028739.1 
> Mi 
ref 


crobacteriac 
NR_028610.1 


crobacteriac 
NR_028012.1 
rubra Bacte 
eae; Leifsonia. 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


7 Mi 
ref 
onia 


ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_025647.1 
67 Leptotrichia 


ref|NR_025558.1 


168328 


ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
coccineae; 


eae; Agromyces. 
Leifsonia rubra strain 
ria; Actinobacteria; 


Dialister invisus DSM 
ter invisus DSM 15470 


Leifsonia xyli subsp. 
nia xyli subsp. 


ineae; 


Selenomonas sputigena 
monas sputigena 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Clostridium 
5 1684702 Clostridium 


lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


290086 Bacteria_16S 


1715213 1715116 4 


99 


gi|219878398 


faecium strain DSM 11690 16S ribosomal RNA, partial sequence 


faecium Bacteria; 
Sphingobacterium. 
290086 Bacteria_16S 
strain DSM 1672 1 
Firmicutes; 
290086 Bacteria_16S 
flaccumfaciens pv. 


Actinomycetales; 
290086 Bacteria_16S 
strain P 297/02 1 


290086 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
290086 Bacteria_16S 
strain P 229/10 1 


Bacteroidetes; 


Clostridia; 


1748760 1748667 1 


1812400 1812303 4 


1820077 1819980 4 


1821609 1821512 4 


1823135 1823038 4 


Sphingobacteria; 


93 


99 


Micrococcineae; Microbacteriaceae; 


99 


99 


99 


Sphingobacteria 


gi| 219878375 


6S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 


gi|219878328 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


gi|219878323 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


gi| 219878322 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


gi|219878321 


6S ribosomal RNA, partial sequence 1821775 18232 


Megamonas. 


ref|NR_025537.1| Sphingobacterium 
1713828 1715321 Sphingobacterium 
les; Sphingobacteriaceae; 


ref|NR_025514.1| Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 


Curtobacterium 
1811040 1812516 


ref|NR_025467.1 


partial sequence 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Curtobacterium. 


Plantibacter flavus 

flavus Bacteria; 

Plantibacter. 

ref|NR_025461.1| Curtobacterium 
1820242 1821724 Curtobacterium 

les; Micrococcineae; Microbacteriaceae; 


ref |NR_025462.1 
91 Plantibacter 


ref|NR_025460.1| Agreia pratensis 
50 Agreia pratensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 


290086 Bacteria_16S 


doebereinerae strain GSF71 16S ribosomal RNA, partial s 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Azospirillum. 
290086 Bacteria_16S 


1970534 1970443 8 


1973464 19733711 


98 


93 


strain CK58 16S ribosomal RNA, partial sequence 


Firmicutes; 
290086 Bacteria_16S 


Clostridia; 


Clostridiales; 
2211116 22110151 


Clostridiaceae; 


100 


strain CH 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
290086 Bacteria_16S 
strain YIM 21741 


290086 Bacteria_16S 
acetigenes strain 
Bacteria; Firmicutes; 
Sporanaerobacter. 
290086 Bacteria_16S 


2229253 2229156 4 


2255140 2255043 1 
Clostridia; 


2361362 2361265 4 


99 


97 


99 


strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


290086 Bacteria_16S 


2362881 2362784 4 


99 


strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


290086 Bacteria_16S 
strain ATCC 17747 
Firmicutes; 
290086 Bacteria_16S 


putrefaciens strain DSM 1291 16S ribosomal RNA, partial 
Clostridia; 


putrefaciens Bacteria; 
290086 Bacteria_16S 


strain 3T 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
290086 Bacteria_16S 
strain DC333 16S 
Tenericutes; Moll 
290086 Bacteria_16S 


Clostridia; 


2403817 2403720 1 
2464598 2464505 1 
Firmicutes; 


2478178 2478077 1 


2482669 2482568 1 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2485692 2485591 1 


97 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


93 


100 


icutes; Mycoplasmataceae; Mycoplasma. 


100 


100 


strain TB 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
290086 Bacteria_16S 


strain CH20247 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


290086 Bacteria_16S 


2488724 2488623 1 


2493277 24931765 


icutes; Mycoplasmataceae; Mycoplasma. 


100 


104 


strain T1-X7 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


290086 Bacteria_16S 


2616453 2616356 1 


97 


Clostridiales; 


219878215 
equence 


gi 


gi|219878213 


1972100 19735 
Clostridium. 


gi|219857592 


2209746 22112 
icutes; Mycoplasmataceae; Mycoplasma. 


gi| 219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219857563 


Lup33 16S ribosomal RNA, partial sequence 22537 


Clostridiales; Clostridiales Family 


gi|219857487 
2360002 23614 


Micrococcineae; 


gi|219857486 
2361525 23629 


Micrococcineae; 


219857458 
24024 


gi 


219857407 
sequence 


gi 
gi|219857398 
2476824 24782 


gi| 219857395 
2481316 24827 


gi| 219857393 
2484337 24857 


gi| 219857391 
2487368 24888 


gi|219857388 
2491905 24933 


gi] 219857255 


strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 26165 


Firmicutes; 
290086 Bacteria_16S 


Clostridia; 


Clostridiales; 
2663476 2663383 6 


Clostridiales Fami 


98 


strain IM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 


ly XII. 
gi] 219857215 
2662145 26634 


Rhodospirillales; 


Veillonel 


Clo 


ref|NR_025354.1| Azospirillum 
1969231 1970533 Azospirillum 
Rhodospirillaceae; 


ref|NR_025352.1| Clostridium akagii 
91 Clostridium akagii Bacteria; 


ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


ref|NR_025168.1| Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 
Microbacteriaceae; Agromyces. 
ref|NR_025151.1| Sporanaerobacter 

47 2255269 Sporanaerobacter acetigenes 
XI. Incertae Sedis; 


ref|NR_025075.1| Subtercola frigoramans 
74 Subtercola frigoramans Bacteria; 
Microbacteriaceae; Subtercola. 
ref|NR_025074.1] Subtercola boreus 
91 Subtercola boreus Bacteria; 
Microbacteriaceae; Subtercola. 
ref|NR_025046.1| Veillonella criceti 
23 2403914 Veillonella criceti Bacteria; 
la. 
ref |NR_024995.1 
2463226 246471 
stridiaceae; Clostridium. 
ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


Clostridium 
2 Clostridium 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024976.1 
49 Tetrasphaera 


Tetrasphaera japonica 
japonica Bacteria; 
Intrasporangiaceae; Tetrasphaera. 
ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024843.1| Methylopila capsulata 
75 Methylopila capsulata Bacteria; 


290086 Bacteria_ 


oxidotolerans str 


oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family 
290086 Bacteria_16S 2722064 2721963 1 100 gi| 219857174 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; S 
290086 Bacteria_16S 2785039 2784942 4 99 gi| 219857127 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequen 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Microbacteriaceae; Okibacterium. 

290086 Bacteria_16S 2839341 2839244 4 99 gi| 219856898 


strain IFO 16238 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


290086 Bacteria_ 
strain IFO 16235 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


290086 Bacteria_16S 2894912 2894815 4 99 gi| 219856860 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 28949 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
290086 Bacteria_16S 2896407 2896310 4 99 gi| 219856859 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 28964 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
290086 Bacteria_16S 2897901 2897804 4 99 gi| 219856858 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 


tolaasinivorans B 
Microbacteriaceae; 
290086 Bacteria_16S 


strain IFO 16068 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
290086 Bacteria_16S 
strain 801 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
290086 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


290086 Bacteria_16S 
cylindrosporum st 
cylindrosporum Bacteria; 
290086 Bacteria_16S 


strain TAGA27 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
290086 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


290086 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; 


paludosum strain 


paludosum Bacteri 
290086 Bacteria_16S 


vinaceum strain D 


vinaceum Bacteria; 
Micromonosporaceae; 
290086 Bacteria_16S 
roseum strain DSM 


Bacteria; Actinob 


Dactylosporangium. 
290086 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 


Micromonosporaceae; Dactylosporangium. 
290086 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
290086 Bacteria_16S 


inositola DSM 438 


Clost 
290086 Bacteria_16S 
fimetarium strain 
fimetarium Bacter 
290086 Bacteria_16S 


16S 2707083 2706986 1 97 gi 


ain T-2-2 16S ribosomal RNA, partial s 


219857184 
equence 


16S ribosomal RNA, partial sequence 2837959 28394 
occineae 
16S 2840901 2840804 4 99 gi| 219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
occineae 


acteria; Actinobacteria; Actinobacteridae; Actin 
; Mycetocola. 
2955532 2955435 4 99 gi| 219856820 


16S ribosomal RNA, partial sequence 2954180 29556 


3007346 3007249 4 99 gi| 219846919 
3005987 30074 
Micrococcineae 
gi| 219846905 


partial sequen 


3028425 3028328 1 97 

strain GKNTAUT 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
3034531 3034434 1 97 gi|219846900 
rain HC-1 16S ribosomal RNA, partial sequence 

Firmicutes; Clostridia; Clostridiales; C 
3094917 3094820 4 99 gi| 219846859 
ribosomal RNA, partial sequence 3093562 30950 
occineae 
219846848 
equence 


3111387 31112901 97 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
3276395 3276302 1 93 gi| 219846737 
6S ribosomal RNA, partial sequence 3275046 32765 
ridia; Clostridiales; Eubacteriaceae; Acetobacte 
3277914 32778211 93 gi| 219846736 
DSM 8238 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Clostridia; Clostridiales; Eubac 
3279423 32793301 93 gi| 219846735 
DSM 8237 16S ribosomal RNA, partial sequence 

a; Firmicutes; Clostridia; Clostridiales; Eubact 
3325089 3324992 4 99 gi| 219846702 
SM 43823 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomyceta 
Dactylosporangium. 
3326616 3326519 4 99 gi|219846701 


43916 16S ribosomal RNA, partial sequence 33252 
acteria; Actinobacteridae; Actinomycetales; 


3328137 3328040 4 99 gi| 219846700 
ain DSM 43810 16S ribosomal RNA, partial sequenc 
teria; Actinobacteria; Actinobacteridae; 


3343269 3343172 4 99 gi 
43158 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


219846689 
33419 


v 


’ 


v 


’ 


’ 


v 


3344789 3344692 4 99 gi 
19 16S ribosomal RNA, partial sequence 


219846688 


ref 


XII 
ref 


ulfu 
ref 
ce 2783663 27851 
ceta 


ref 
69 Agromyces bracchium Bacteria; 


ref 
12 Agromyces luteolus Bacteria; 


ref 
97 Mycetocola lacteus Bacteria; 


ref 
91 Mycetocola saprophilus Bacteria; 


ref 
omyc 


ref 
54 Gordonia rhizosphera Bacteria; 
eae; 
ref 
53 Frigoribacterium faeni Bacteria; 


ref 
ce 3027026 30285 
Peptococcaceae; 
ref 


lost 
ref 
28 Kocuria palustris Bacteria; 


ref 


teri 
ref 


eriaceae; 
ref 


les; 


ref 
49 3326720 Dacty 
Micromonosporineae; 


ref 
e 3326771 33282 
Actinomycet 


ref 
03 3343371 Dacty 
Micromonosporineae; 


ref 
3343422 3344899 Micromonospora inositola 


NR_024812.1 
2705678 270719 
Incertae S 
NR_024802.1 
2720705 272211 
rovum. 
NR_024755.1 
6 


les; Microc 


NR_024717.1 


Microbacteriac 


NR_024716.1 


Microbacteriac 


NR_024679.1 


Microbacteriac 
NR_024678.1 


Microbacteriac 
NR_024677.1 
2896542 289798 
etales; Mic 


NR_024639.1 


Gordoniace 
NR_026511.1 


Microbacteriac 
NR_026497.1 
3 


NR_026492.1 
3033166 303464 
ridiaceae; C 
NR_026451.1 
Micrococcaceae 
NR_026440.1 
110031 311146 


3 


Peptococcaceae; 
ref 
04 Acetobacterium bakii Bacteria; 
rium. 
ref 


NR_026329.1 


NR_026328.1 
3276555 327802 
aceae; Aceto 
NR_026327.1 
3278074 327953 
Acetob 
NR_026294.1 
3323723 332519 
Micromonosp 


NR_026293.1 
1 


NR_026292.1 
3 
ales; 


NR_026281.1 
1 


NR_026280.1 


ae; 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Sulfurovum 
0 Sulfurovum 


Okibacterium 
8 Okibacterium 


occineae; 


Agromyces bracchium 


eae; Agromyces. 
Agromyces luteolus 


eae; Agromyces. 
Mycetocola lacteus 


eae; Mycetocola. 
Mycetocola saprophilus 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 


rococcineae; 


Gordonia rhizosphera 


Gordonia. 
Frigoribacterium faeni 


eae; Frigoribacterium. 
Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Clostridium 

4 Clostridium 

lostridium. 

Kocuria palustris 

; Kocuria. 
Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Acetobacterium bakii 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium 
2 Acetobacterium 
acterium. 
Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


Micromonosporineae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Micromonospora 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


290086 Bacteria_16S 3346317 3346220 4 


aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micromonospora. 


290086 Bacteria_16S 3347843 3347746 4 


halophytica DSM 43171 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micromonospora. 


290086 Bacteria_16S 3349369 3349272 4 


coerulea DSM 43143 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micromonospora. 


290086 Bacteria_16S 3392069 3391968 1 


Fusobacteria; 
290086 Bacteria_16S 
citrea strain DSM 


3396544 3396447 4 


Promicromonospora. 
290086 Bacteria_16S 


3468725 3468628 4 


Micrococcaceae; Arthrobacter. 
290086 Bacteria_16S 3497555 3497474 1 


Coriobacteriaceae; Coriobacterium. 
290086 Bacteria_16S 3504988 3504891 4 
strain DSM 43045 


290086 Bacteria_16S 3514122 3514025 4 


290086 Bacteria_16S 3515646 3515549 4 


290086 Bacteria_16S 
strain DSM 20542 


3517165 3517068 4 


290086 Bacteria_16S 3518687 3518590 4 


strain DSM 20528 


290086 Bacteria_16S 3654224 3654127 1 


halophilum strain SEBR 3139 16S ribosomal RNA, partial se 
halophilum Bacteria; Firmicutes; Clostridia; 


290086 Bacteria_16S 3666549 3666452 1 


restrictus strain PER-K23 16S ribosomal RNA, 
Clostridia; 


restrictus Bacteria; 
290086 Bacteria_16S 


Firmicutes; 
3726823 3726726 5 


rugatobispora strain IFO 14382 16S ribosomal 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3769792 3769695 4 


Thermomonosporaceae; 
290086 Bacteria_16S 


michiganensis subspecies tessellarius strain 78181 16S ri 


99 gi 


99 gi 


99 gi 


100 gi 


99 gi 


99 gi 


81 gi 


99 gi 


99 gi 


99 gi 


99 gi 


99 gi 


97 gi|219846469|ref|NR_026061.1 

quence 3652827 365435 
Clostridiales; Peptococcaceae; Desul 
97 gi|219846461|ref|NR_026053.1 
partial sequence 3665143 366662 
Clostridiales; Peptococcaceae; Dehal 
100 gi| 219846417 |ref|NR_026008.1 
RNA, partial sequence 3725501 372690 

Actinomycetales; Strept 
99 gi| 219846385 |ref|NR_025976.1 

bosomal RNA, partial seq 


219846687 


219846686 


219846685 


219846651 
strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; Fusobacteriaceae; Propionigenium. 

219846648 
43110 16S ribosomal RNA, partial sequence 33951 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


219846597 
crystallopoietes strain DSM 20117 16S ribosomal RNA, part 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; 


219846578 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
219846567 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
219846566 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
219846565 
16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
219846564 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


33449 
es; 


33464 
es; 


33480 
es; 


es; Micr 


ial sequ 
Acti 


Coriobac 


occineae 


occineae 


occineae 


occineae 


occineae 


ref |NR_026279.1 


ref|NR_026278.1 
ref 


NR_026277.1 


ref|NR_026243.1 


ref|NR_026240.1 
98 3396650 Promic 


ref|NR_026189.1 
ence 346735 
nomycetales; Mic 


teriales; Coriob 


ref|NR_026165.1 
; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 


; Microbacteriac 
ref|NR_026156.1 


; Microbacteriac 


Micromonospora 


50 3346425 Micromonospora aurantiaca 
Micromonosporineae; 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 
Micromonosporineae; 


Micromonosporaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 
Micromonosporineae; 


Micromonosporaceae; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Promicromonospora 
romonospora citrea 


ococcineae; Promicromonosporaceae; 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Coriobacterium 
1 Coriobacterium 


acterineae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 

tritici Bacteria; 

eae; Rathayibacter. 

Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 

Desulfotomaculum 

2 Desulfotomaculum 

fotomaculum. 
Dehalobacter 

8 Dehalobacter 

obacter. 
Actinomadura 

6 Actinomadura 

osporangineae; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


290086 Bacteria_16S 3790909 3790808 4 


strain PG8 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; A 


290086 Bacteria_16S 3792449 3792352 4 


strain 19L 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; A 


290086 Bacteria_16S 3985610 3985513 4 


strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 39856 


Bacteroidetes; Sphingobacteria; 
290086 Bacteria_16S 4024588 4024491 4 


strain 20-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


290086 Bacteria_16S 4071475 4071378 1 


strain PVl 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
290086 Bacteria_16S 4077475 4077414 1 


Micrococcineae; Microbacteriaceae; 


Clavi 
104 gi 


219846370 


bacter. 


ref |NR_025961.1 


Acholeplasma laidlawii 


99 gi| 219846235 
Sphingobacteriales; Flammeovirgac 
99 gi| 219846207 


Clostridiales; Veillonellaceae; Veillonel 


3789540 37910 


100 gi| 219846369 
3791066 37925 


4023267 40246 


97 gi|219846172 
4070099 40715 


15 Acholeplasma 
choleplasma. 
ref|NR_025960.1 
55 Acholeplasma 
choleplasma. 
ref|NR_025825.1| Roseivirga ehrenbergii 
67 Roseivirga ehrenbergii Bacteria; 

eae; Roseivirga. 
ref|NR_025797.1| Agromyces salentinus 
47 Agromyces salentinus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_025762.1| Veillonella caviae 
00 Veillonella caviae Bacteria; 

la. 


laidlawii Bacteria; 


Acholeplasma oculi 
oculi Bacteria; 


62 gi| 219846168 


ref|NR_025758.1| Mahella australiensis 


strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 


Mahella. 


290086 Bacteria_16S 
phenolicus strain LR7.2 16S ribosomal RNA, complete seq 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridia 
290086 Bacteria_16S 
velocicrescens st 
velocicrescens Ba 
290086 Bacteria_16S 
leptinotarsae str 


leptinotarsae Bac 


290086 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


290086 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


290086 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


290086 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


290086 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


290086 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


290086 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


290086 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


290086 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


290086 Bacteria_16S 


strain DSM 12145 
Bacteroidetes; Sp 


290086 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


290086 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


290086 Bacteria_16S 
16S ribosomal RNA, partial sequence 2770058 27715 


strain IFO 16295 


4079053 4078956 1 97 gi 


4136559 4136458 1 
rain MQ 
cteria; 


100 gi 
Tenericutes; Mollicutes; 
4145954 4145853 1 100 
ain LD- 
teria; 


gi 


Tenericutes; Mollicutes; 
4153633 4153532 1 100 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4159895 41597941 100 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4208484 4208387 1 97 gi 
strain 41 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; 
ella. 


gi 
41 


gi 


305451 305371 3 81 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; 
394961 394861 1 


gi 


100 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
290086 Bacteria_16S 3410308 3410208 4 102 gi|219846638|ref|NR_026230.1 
strain ATCC 51270 16S ribosomal RNA, partial sequence 3408932 3410401 Porphy 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyro 
290086 Bacteria_16S 3549418 3549318 4 102 gi|219846544|ref|NR_026136.1 
cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 3548038 354952 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonada 
290086 Bacteria_16S 3786454 3786352 4 104 gi|219846373|ref|NR_025964.1 
strain LX 16S ribosomal RNA, partial sequence 3785096 37865 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 243504 243406 3 99 gi|265678900|ref|NR_029208.1 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

290086 Bacteria_16S 294890 294791 4 102 gi|265678864|ref|NR_029170.1 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthec 
290086 Bacteria_16S 569769 569666 3 104 gi| 265678673 |ref|NR_028978.1 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
290086 Bacteria_16S 852783 852688 6 99 gi| 265678478 |ref|NR_028781.1 


-4 16S ribosomal RNA, partial s 
Entomop 


1B 16S ribosomal RNA, partial s 


Entomo 


Spiroplasma 


Clo 


219846167 
uence 

les; Pe 
219846123 
equence 
lasma 
219846117 
equence 
plasmat 
219846112 
52247 41 
taceae; 
219846108 


4158509 41600 
Spiroplasma 


taceae; 
219846070 
sequence 


265678857 


304028 30558 
Thermotoga. 


265678792 


16S ribosomal RNA, partial sequence 1716916 17183 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
1786495 1786395 4 102 gi| 219878345 |ref|NR_025484.1 
16S ribosomal RNA, partial sequence 1785130 1786580 Dysgon 
cteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
2394795 2394695 4 102 gi|219857464|ref|NR_025052.1 
ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
2771424 2771325 3 99 gi|219857137|ref|NR_024765.1 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 


pto 


tal 


ale 
537 
Sp 


Sp 


stridiales 


ref|NR_025757.1 

4077655 407918 
coccaceae; Cryp 
ref|NR_025713.1 
135174 413668 
Spiroplasma 
ref|NR_025707.1 

4144567 414608 
s; Spiroplasmat 
ref|NR_025702.1 


rs 


es; 


lasma. 
NR_025698.1 


irop 
ref 


iroplasma. 
ref|NR_025660.1 
4207086 420854 
Clostridiales 


, 


ref|NR_029163.1 


ref |NR_029097.1 


re 


t 


a 


Incertae Sedis; 


Cryptanaerobacter 

3 Cryptanaerobacter 

anaerobacter. 
Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma 

3 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Oribacterium sinus 


16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Oribacterium. 

476509 476437 26 97 gi|265678734|ref|NR_029039.1| Lactobacillus 

GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

975583 975483 4 102 gi|265678394|ref|NR_028696.1| Lewinella persicus 
bosomal RNA, partial sequence 974224 975642 Lewinella persicus Bacteria; 
hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

1201444 1201352 6 96 gi|228715386|ref|NR_027531.1| Aminobacterium 
2261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
ynergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

1203026 1202946 3 81 gi|228715358|ref|NR_027530.1| Thermotoga neapolitana 
somal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
motogales; Thermotogaceae; Thermotoga. 

1718300 1718200 4 102 gi|219878396|ref|NR_025535.1| Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Dysgonomonas mossii 
omonas mossii Bacteria; 


Porphyromonas gulae 
gulae Bacteria; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Porphyromonas catoniae 
romonas catoniae 

monas. 

Porphyromonas 

1 Porphyromonas 

ceae; Porphyromonas. 
Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycobacterium 
Mycobacterium 
bacterineae; 


Prosthecochloris 
Prosthecochloris 
ochloris. 
Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 


851409 852783 


Kineococcus 
Kineococcus 


radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 
290086 Bacteria_16S 972481 972382 1 98 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
290086 Bacteria_16S 1098497 1098394 3 104 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1163588 1163485 3 104 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 
DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiothermus silvanus DSM 9946 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
290086 Bacteria_16S 1246813 1246714 3 100 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
290086 Bacteria_16S 1345225 1345122 3 104 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 
290086 Bacteria_16S 1458687 1458584 3 104 gi|224581414|ref|NR_027195.1| Arcanobacterium 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Arcanobacterium. 
290086 Bacteria_16S 1483061 1482962 1 98 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 
290086 Bacteria_16S 1597942 1597839 3 104 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1599490 1599387 3 104 gi| 219878479 |ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1601038 1600935 3 104 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1602586 1602483 3 104 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 1736506 1736403 3 104 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
290086 Bacteria_16S 1832277 1832178 1 98 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 


290086 Bacteria_16S 1904021 1903922 1 98 gi|219878261|ref|NR_025400.1| Facklamia miroungae 
CIP 106764 16S ribosomal RNA, partial sequence 1902626 1904030 Facklamia miroungae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

290086 Bacteria_16S 1926551 1926456 3 96 gi|219878244|ref|NR_025383.1| Amycolatopsis 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
290086 Bacteria_16S 2054817 2054714 3 104 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
290086 Bacteria_16S 2056286 2056183 3 104 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


290086 Bacteria_16S 2317532 2317446 11 97 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

290086 Bacteria_16S 2526554 2526455 1 98 gi|219857360|ref|NR_024948.1| Campylobacter 


hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 
Campylobacter hyointestinalis subsp. lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacterales; Campylobacteraceae; Campylobacter. 
290086 Bacteria_16S 3237188 3237085 3 104 gi|219846763|ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 


griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
290086 Bacteria_16S 
Rlha3 16S ribosomal RNA, partial sequence 32871 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 
290086 Bacteria_16S 


Streptomycetaceae; 


islandicus strain 


strain DSM 20167 


mashuensis strain 


3288553 3288450 1 


3401109 3401007 4 


3491561 3491458 3 


102 


104 


104 


gi 


gi 


gi 


mashuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
290086 Bacteria_16S 


Streptomyces. 
290086 Bacteria_16S 


3572229 3572126 3 


3619370 36192711 


104 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


98 


gi 


3570843 35723 
Turicella. 


gi 


periodonticum strain EK1-15 16S ribosomal RNA, partial 


periodonticum Bacteria; 
290086 Bacteria_16S 


nucleatum subsp. 


Fusobacteria; 
3620751 3620652 1 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


nucleatum subsp. 
nucleatum subsp. 


luteofluorescens 


strain 04745 16S ribosomal RNA, partial sequence 3728410 372981 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Thermomonosporaceae; Actinomadura. 

290086 Bacteria_16S 3809043 3808944 1 98 gi| 219846357 |ref|NR_025948.1 


helveticus strain 
Bacteria; 


Fusobacterium. 
290086 Bacteria_16S 


3622132 3622033 1 


3729732 3729633 3 


4182867 4182768 1 


Fusobacteria; 
27122 27068 1 


98 


98 


Fusobacteria; 


100 


strain 653 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 
290086 Bacteria_16S 


Clostridiales; 
72548 72450 3 


Fusobacteriales; 


gi 


gi 


fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; 
290086 Bacteria_16S 


Fusobacteriales; 


gi 


219846729 


219846645 


16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
290086 Bacteria_16S 
DSM 40221 16S ribosomal RNA, partial 


219846582 
sequence 


219846528 


219846493 
sequence 


219846492 


animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 
animalis Bacteria; 


219846491 
partial 


219846415 


sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 


sulfidoxydans Bacteria; Actinobacteria; Actinobacterida 


Pseudonocardiaceae; 


290086 Bacteria_16S 


Pseudonocardia. 
162236 162182 1 


55 


gi 


265678955 


intestinale strain Catt39 16S ribosomal RNA, partial sequence 


intestinale Bacteria; 
290086 Bacteria_16S 

epidermidis strain P159 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brevibacterium. 


290086 Bacteria_16S 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partia 
beijerinckii Bacteria; 
290086 Bacteria_16S 

strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 
sandarakina strain YIM 70009 16S ribosomal RNA, partial 


Firmicutes; 
163684 163586 4 


211281 211227 1 


Firmicutes; 
360040 359942 4 


361586 361488 4 


Clostridia; 


Clostridia; 


100 


55 


100 


100 


Clostridiales; 


gi 


gi 


gi 


gi 


sandarakina Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 


290086 Bacteria_16S 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 


neocaledoniensis 
neocaledoniensis 


399482 399384 3 


Nocardiaceae; Nocardia. 


290086 Bacteria_16S 


421173 421075 4 


99 


100 


gi 


gi 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 


antiquum Bacteria; 
Brevibacterium. 


290086 Bacteria_16S 
xinjiangensis strain YIM70097 16S ribosomal RNA, partia 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


427419 427321 4 


Micrococcaceae; Nesterenkonia. 


290086 Bacteria_16S 


430506 430408 4 


100 


100 


Actinobacteria; Actinobacteridae; Ac 


gi 


gi 


265678954 


265678922 


265678815 


265678814 
sequence 


265678789 


265678774 
sequence 


265678770 


265678768 


halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Fusobacteriaceae; 


Fusobacteria; 


e; Actinomycetales; 


Clostridiaceae; 


Micrococcineae; 


1 sequence 
Clostridiales; 


Clostridiaceae; 
ococcineae; Micrococcaceae 


Actinomycetales; 


tial sequence 
idae; Actinomycetales; 


tinomycetales; 


1 sequence 
e; Actinomycetales; 


ref|NR_026321.1 


ref 


NR_026237.1 


ref|NR_026174.1 


ref|NR_026120.1 


ref |NR_026085.1 


ref|NR_026084.1 


ref|NR_026083.1 
sequence 362084 


ref|NR_026006.1 


ref|NR_029263.1 

160899 162283 
Clos 
NR_029262.1 


ref 


ref |NR_029230.1 
209908 211410 
Clo 


ref|NR_029120.1 


ref|NR_029119.1 
360205 361665 
Micrococ 
ref|NR_029094.1 
398145 

Cor 


ref |NR_029079.1 
419777 421277 
Micrococcin 


ref|NR_029075.1 
426041 427535 
Microc 


ref |NR_029073.1 
429128 430610 


Fusobacteriaceae; 


Streptomycineae; 


Thermodesulfovibrio 


91 3288591 Thermodesulfovibrio islandicus 


Arthrobacter sulfureus 


sulfureus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Streptomyces 


3490176 3491693 Streptomyces 
Streptomycineae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Fusobacterium 


3618078 3619408 Fusobacterium 
Fusobacterium. 


Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
Fusobacterium. 
Actinomadura 
8 Actinomadura 


Streptosporangineae; 


Campylobacter 


D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
290086 Bacteria_16S 
canifelinum strain RMA 12708 16S ribosomal RNA, partial 
canifelinum Bacteria; 
290086 Bacteria_16S 


Campylobacteraceae; Campylobacter. 
98 gi|219846089|ref|NR_025679.1| Fusobacterium 
sequence 4181497 4182954 Fusobacterium 
Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
55 gi|265679046|ref|NR_029354.1| Clostridium roseum 
25762 27159 Clostridium roseum Bacteria; 
Clostridiaceae; Clostridium. 
99 gi|265679016|ref|NR_029324.1| Pseudonocardia 
71176 72680 Pseudonocardia 


Pseudonocardineae; 


Clostridium 
Clostridium 
tridium. 
Brevibacterium 


ence 162334 163815 Brevibacterium epidermidis 
Brevibacteriaceae; 


Clostridium 

Clostridium 

stridium. 

Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Nesterenkonia. 


290086 Bacteria_1 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


290086 Bacteria 1 


6S 442892 442790 4 104 gi 
strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
6S 507277 507179 3 


99 gi 


antarctica strain 
antarctica Bacter 


Pseudonocardiaceae; Pseudonocardia. 


DVS 5al 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 


290086 Bacteria_1 
benzenivorans str 
Bacteria; Actinob 


Pseudonocardia. 


290086 Bacteria_1 
psychrotolerans s 
psychrotolerans B 


Mycobacteriaceae; 


290086 Bacteria 1 
IMMIB R-145 16S r 
Actinobacteria; Actinobacteridae; 
290086 Bacteria_16S 


strain ID131577 1 
Actinobacteria; 


thermohalophila s 


thermohalophila B 
290086 Bacteria_16S 


strain HKI 0120 1 


urinaehominis Bac 


290086 Bacteria_16S 
strain CK55 16S r 
Clost 
290086 Bacteria_16S 


Firmicutes; 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


290086 Bacteria_16S 


strain S1 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


290086 Bacteria_16S 


koreensis strain 


Bacteria; Actinob 


Catellatospora. 


290086 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


290086 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


290086 Bacteria_16S 


strain IFM 10035 


strain IFM 0784 1 


strain IFM 0575 1 


strain IFM 10084 


290086 Bacteria_16S 


strain YZ-96 16S 


R 
290086 Bacteria_16S 


6S 523982 523884 3 99 gi 
ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


6S 539233 539135 3 99 gi 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 
6S 545284 545186 3 99 
ibosomal RNA, partial sequence 


gi 


Actinomycetales; Cory 
568262 568168 1 93 gi 


ubrobacteridae; Solirubrobacterales; C 
592233 592135 4 100 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
636293 636191 4 104 gi 


Actinomycetales; Micr 
651626 651556 31 100 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
653047 652993 1 55 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

816459 816361 3 99 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


837792 837694 3 
osomal RNA, partial sequence 


99 gi 


855799 855697 4 104 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

883005 882907 3 99 gi 
LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


921516 921414 1 102 gi 
s strain RHS1 16S ribosomal RNA, parti 


s Bacteria; Actinobacteria; Coriobacte 
; Slackia. 
977054 976952 4 104 gi 


ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1039695 1039597 3 99 


Sap 
gi 


1041204 1041106 3 99 gi 


1042742 1042644 3 99 gi 


1044302 1044204 3 99 gi 


265678760 
sequence 
idae; 


265678714 
quence 
265678703 
ales; 
265678693 
sequence 


dae; 


265678689 


543951 54542 
nebacterin 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 
onexibacte 


265678658 
sequence 


265678627 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; 
290086 Bacteria_16S 
urinaehominis str 


265678617 


265678615 


651676 65311 
Clostridiu 


265678502 
ence 81510 
ales; 


265678488 


836449 83791 
nebacterin 


265678475 
equence 
dae; 


265678456 
nce 88163 
ales; 


265678431 
al sequenc 


ridae; 


265678393 


975693 97713 


rospiracea 
265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 


nebacterin 
265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 


1045858 1045760 3 99 
ribosomal RNA, partial sequence 


gi 


265678348 


Bifi 


Actinomyce 


ence 52260 
Pseu 


Actin 


acteroidal 


ococcineae 


tial seque 
rococcacea 


Pseu 


Actin 


Micr 


Cor 


ref|NR_029065.1 
441527 442954 
dobacteriales; B 


ref|NR_029019.1 
505922 507359 
tales; Pseudonoc 


ref|NR_029008.1 
2 524095 Pseudo 
donocardineae; P 


ref|NR_028998.1 

537853 539333 
omycetales; Cory 
ref |NR_028994.1 
eae; Nocardiacea 
ref |NR_028979.1 
3 Conexibacter 
raceae; Conexiba 
ref|NR_028963.1 

590846 592357 
es; Marinilabiac 
ref |NR_028932.1 


; In 
ref 
nce 
e; 

ref 


trasporangia 
NR_028922.1 
650305 
Aerococcus. 
NR_028920.1 


m. 
ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 
ref|NR_028791.1 
eae; Nocardiacea 
ref |NR_028778.1 


854408 855931 
omycetales; Prop 


ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 


ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 
ref|NR_028695.1 


ewinella. 
NR_028654.1 


e; L 
ref 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


eae; Nocardiacea 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Mycobacterium 
Mycobacterium 


nebacterineae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Conexibacter woesei 


woesei Bacteria; 


cter. 

Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Aerococcus 
651625 Aerococcus 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Propionibacterium 
Propionibacterium 

ionibacterineae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Slackia 
Slackia 


oriobacterineae; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 


ref|NR_028650.1 


Nocardia shimofusensis 


1044481 1045988 Nocardia shimofusensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


290086 Bacteria_16S 
strain IFM 0245 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 1077353 1077251 4 104 gi 
strain YLM-32 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 1133338 1133240 4 100 gi 
sanguinis strain CF63 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Brevibacterium. 
290086 Bacteria_16S 1148474 1148376 3 99 gi 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 1245317 1245219 1 98 gi 
metallireducens strain 853-15 16S ribosomal RNA, partia 
metallireducens Bacteria; Firmicutes; Clostridia; Clost 
290086 Bacteria_16S 1282632 1282534 1 97 gi 
strain PYAN-1 16S ribosomal RNA, partial sequence 1281261 1282 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; 
290086 Bacteria_16S 1299286 1299188 4 100 gi 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 1326843 1326745 3 99 gi 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
290086 Bacteria_16S 1522021 1521923 3 99 gi 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, part 
pseudovaccinii Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Nocardia. 

290086 Bacteria_16S 1538800 1538702 3 99 gi 
espanaensis strain NRRL 15764 16S ribosomal RNA, partia 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Saccharothrix. 

290086 Bacteria_16S 1540361 1540263 3 99 gi 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
290086 Bacteria_16S 1604147 1604049 4 100 gi 
picturae strain LMG 22061 16S ribosomal RNA, partial se 
picturae Bacteria; Actinobacteria; Actinobacteridae; Ac 
Brevibacterium. 
290086 Bacteria_16S 


1053434 1053336 3 99 gi 


ce 
ales; 


1147 


1 


ridiales; 


1297 
oc 


ia 
ae 


’ 


1 sequenc 


1538 
do 


quence 


ti 


’ 


1707610 1707556 1 55 
strain SH1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridi 
290086 Bacteria_16S 1730427 1730329 3 99 gi 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacteri 
290086 Bacteria_16S 1921956 1921854 4 104 gi 
scophthalmum strain LMG 13028 16S ribosomal RNA, partia 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Fl 
Chryseobacterium. 

290086 Bacteria_16S 1924990 1924892 3 99 gi 
kongjuensis strain LM 157 16S ribosomal RNA, partial se 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Pseudonocardia. 

290086 Bacteria_16S 2053258 2053160 3 99 gi 
elephantis strain DSM 44368 16S ribosomal RNA, partial 
elephantis Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

290086 Bacteria_16S 2060883 2060786 1 97 gi 
strain ATCC 35585 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
290086 Bacteria_16S 2077617 2077515 4 104 gi 
propionicum strain DSM 43307 16S ribosomal RNA, partial 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 

290086 Bacteria_16S 2079178 2079076 4 104 gi 
granulosum strain DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 

290086 Bacteria_16S 2106626 2106524 4 104 gi 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 


gi 
1706248 1707 


1 
av 


sequenc 
obacter 


quence 
Actinomy 


se 
Ac 


quence 
tinomyc 


20 
bacte 


59 
Eu jag 
sequen 
Actino: 


ce 
my’ 


se 
Ac 


quence 
tinomyc 


265678342 
6S ribosomal RNA, partial sequence 1052113 10535 
nebacterin 
265678325 
1075986 10774 
ococcineae 
253680768 
11319 
Micr 
253680758 
nebacterin 
219857537 
sequence 


219846087 


219846893 


occineae 
219846136 


bacterin 
219857610 
1 sequen 
Actino: 


219857377 
Actinomyc 
219857376 


nocardin 
219878475 


nomyceta 


219878403 


219878388 


219878247 


219878245 


219878157 


219878150 


219878138 


219878137 


219878116 


ref|NR_028644.1 


Nocardiace 
NR_028627.1 


eae; 
ref 
; Rarobacteracea 
ref|NR_028016.1 
55 1133449 Brevib 
ococcineae; Bre 


ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_025677.1 


1 


7 
Entomoplasma. 

ref |NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


9 


9 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


e 


ref |NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_025614.1 

1602772 160426 
les; Micrococcin 


9 


ref|NR_025542.1 
7 
um. 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref |NR_025386.1 

1920604 192206 


ales; Flavobacte 


5 
n 


e 
i 


, 


ref|NR_025384.1 

1923611 192512 
cetales; Pseudono 
ref|NR_025296.1 

2051875 205339 
etales; Corynebac 
ref|NR_025289.1 
20 2060972 Eubact 
m. 
ref|NR_025277.1 

2076251 207775 
etales; Propioni 


5 
u 


Cc 


ref|NR_025276.1 
2077807 207932 


etales; Propionib 


Vv 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
a 


e; Nocardia. 
Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Brevibacterium 
acterium sanguinis 

ibacteriaceae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Entomoplasma somnilux 


49 Entomoplasma somnilux Bacteria; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Nocardia alba strain 
Bacteria; 

e; Nocardia. 

Nocardia 
6 Nocardia 
ebacterineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Brevibacterium 

4 Brevibacterium 

eae; Brevibacteriaceae; 


Clostridium diolis 


30 Clostridium diolis Bacteria; 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 

Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Eubacterium sulci 
erium sulci Bacteria; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


ref|NR_025255.1 


105286 210665 


ND 


Brumimicrobium 
6 Brumimicrobium 


glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 


290086 Bacteria_ 


16S 2162504 2162406 3 99 


strain F829 16S ribosomal RNA, partial sequence 


290086 Bacteria_ 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiaceae; 
290086 Bacteria_1 


NRRL B-24104 16S 


strain AS4.1521 1 


Bacteria; 


290086 Bacteria_1 
ATcC 700122 16S r 


Actinobacteria; 


290086 Bacteria_1 
frigidicarnis str 


frigidicarnis Bac 


290086 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 


Pseudonocardiaceae; 
290086 Bacteria_16S 


strain MS1-3 16S 


strain IFM 10088 


Nocardiaceae; Noc 


290086 Bacteria_16S 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
290086 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; 
strain MK703-102F 
fermentans strain 


Bacteria; 


strain 10.268-1 1 


sartagoforme stra 


sartagoforme Bacteria; 
290086 Bacteria_16S 


intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 315218 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; D 
Desulfovibrio. 

290086 Bacteria_16S 3265787 3265733 1 55 gi|219846744|ref|NR_026336.1 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 32658 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

290086 Bacteria_16S 3395035 3394937 4 100 gi| 219846649 |ref|NR_026241.1 
strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 33951 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
290086 Bacteria_16S 3416310 3416209 4 104 gi|219846634|ref|NR_026226.1 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellul 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cell 
Cellulomonas. 

290086 Bacteria_16S 3480873 3480775 3 99 gi|219846589|ref|NR_026181.1 


denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 


16S 2167145 2167047 3 99 


Pseudonocardia. 

6S 2343129 2343031 3 99 
ribosomal RNA, partial sequence 
6S 


2384098 2384000 3 99 


6S 2438874 2438776 3 99 


ribosomal RNA, partial sequence 


2689053 2688955 3 99 


2720526 2720428 3 99 


ardia. 


2747494 2747400 7 99 


2834828 2834730 3 99 


2842462 2842380 1 82 


Clostridia; Halanaerobiales; 


2985990 2985892 3 99 


3037580 3037526 1 55 


Firmicutes; Clostridia; 
3152066 3151966 1 100 


s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobacter 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
290086 Bacteria_1 


rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacteridae; 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
290086 Bacteria_16S 
R-9 16S ribosomal RNA, partial sequence 
Firmicutes; 
290086 Bacteria_16S 


gi| 219857627 


2161153 21625 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857624 
al 


gi 


gi| 219857500 


2341772 23432 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
290086 Bacteria_1 
strain IMMIB D-15 


gi|219857471 


gi|219857429 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
290086 Bacteria_1 
olearium strain §S 
Firmicutes; 


2677198 26786 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
290086 Bacteria_16S 


gi|219857197 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
290086 Bacteria_16S 
yamanashiensis st 
yamanashiensis Ba 


219857175 
al 


gi 


219857156 
equence 


gi 


219856901 
28334 


gi 


219856896 
28410 


gi 


Halanaerobiace 


gi| 219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
290086 Bacteria_16S 
in DSM 1292 16S ribosomal RNA, partial 
Clostridia 


219846898 
sequence 

les; 

219846821 


gi 


gi 


sequenc 
idae; Ac 


23827 


sequenc 
Actinomycetales; 


Actinomycet 


Clo 


ref|NR_025216.1 
Nocardiace 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; 
ref|NR_025088.1 
Pseudonoca 
ref|NR_025059.1 
Nocardiace 


ref|NR_025017.1 


Nocardiace 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_024803.1 
e 2719156 272065 
Coryn 


ref|NR_024784.1 
2746146 274749 
ales; Coryne 


ref|NR_024722.1 
66 2834941 Nocard 
Nocardiacea 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref|NR_026525.1 


Nocardiacea 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026413.1 


a 


P 


ae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 
rdiaceae; 


Crossiella. 
Nocardia abscessus 


52 2384208 Nocardia abscessus Bacteria; 


Nocardia. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


Nocardiaceae; Nocardia. 
6S 2505314 2505225 1 89 gi|219857379|ref|NR_024967.1| Sporobacterium 
R1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 
6S 2520503 2520401 1 102 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ibosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 
6S 2570140 2570086 1 55 gi|219857288|ref|NR_024919.1| Clostridium 
ain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
2669449 2669351 3 99 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
M 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Saccharopolyspora. 
2678554 2678456 3 99 gi|219857204|ref|NR_024832.1| Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
ae; 


Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 

4 Nocardia 

ebacterineae; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Nocardia vinacea 

ia vinacea Bacteria; 
e; Nocardia. 
Halanaerobium 
erobium fermentans 
m. 

Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Clostridium 

6 Clostridium 
stridium. 
Desulfovibrio 

4 Desulfovibrio 
esulfovibrionaceae; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


3479494 348091 


Actinomyces 
5 Actinomyces 


denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


290086 Bacteria_16S 
strain NCTC 11636 


290086 Bacteria_16S 
strain DSM 20425 


290086 Bacteria_16S 


paraputrificum strain ATCC 25780 16S ribosomal RNA, partial seque 
paraputrificum Bacteria; 


290086 Bacteria_16S 


strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 
Clostridiaceae; 


Firmicutes; 
290086 Bacteria_16S 


fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial 
Clostridia; 


fibrisolvens Bacteria; 
290086 Bacteria_16S 


Clostridia; 


3482348 3482250 3 


3503460 3503362 4 


3550937 3550883 1 


Firmicutes; 
3593543 3593489 1 


Clostridiales; 
3763976 3763902 1 


Firmicutes; 
3800024 3799926 1 


99 


100 


55 


Clostridia; 


55 


74 


97 


strain PS6 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


290086 Bacteria_16S 


3888434 3888336 1 


98 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


gi 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


Clostridiales; C 


gi 


gi 


Clostridiales; 


gi 


3798661 38001 


gi 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 


stercoraria Bacteria; Proteobacteria; Betaproteobacteria; 


290086 Bacteria_16S 
strain IFO 15965 


290086 Bacteria_16S 
strain AS 4.1860 


290086 Bacteria_16S 


3903667 3903569 3 


4075953 4075855 3 


4113783 4113685 4 


99 


99 


100 


gi 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


gi 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


permense strain VKM Ac-2280 16S ribosomal RNA, partial 


permense Bacteria; 
Brevibacterium. 
290086 Bacteria_16S 


strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


290086 Bacteria_16S 


4121337 4121239 4 


4198009 4197931 20 


100 


97 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; 
290086 Bacteria_16S 
strain R18165 16S 


290086 Bacteria_16S 
flavescens strain 


Microbacterium. 
290086 Bacteria_16S 

G33 16S ribosomal RNA, 
Actinobacteridae; 
290086 Bacteria_16S 


ribosomal RNA, 


4238846 4238748 3 


33276 33179 4 


110336 110239 4 
partial sequence 


159227 159130 4 


99 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


99 


99 


108968 110448 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae 


99 


Actinobacteria; Actinobacteridae; Actinomyceta 


gi 


gi 


4196627 41980 
Bacillales; Bacillaceae; Anoxybacillus. 


gi 


gi 


401 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 
290086 Bacteria_16S 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 
collagenovorans Bacteria; 


290086 Bacteria_16S 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequenc 
Clostridiales; 


argentinense Bacteria; 
290086 Bacteria_16S 


Microbacterium. 


188169 188076 1 


Firmicutes; 
208176 208083 1 


Firmicutes; 
272077 271980 1 


Clostridia; 


93 


Clostridia; 


93 


97 


gi 


Clostridiales; 


gi 


gi 


proteoclasticum strain B316 16S ribosomal RNA, complete 


proteoclasticum Bacteria; 


290086 Bacteria_16S 


Firmicutes; 
320517 320420 4 


Clostridia; 


100 


strain J233 16S ribosomal RNA, partial sequence 


290086 Bacteria_16S 


strain H168 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 
290086 Bacteria_16S 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequenc 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Sedimentibacter. 

290086 Bacteria_16S 390290 390193 4 99 gi| 265678795 


323704 323607 1 


Halanaerobiales; 
329866 329769 1 


complete sequence 


Clostridiales; 


gi 


319228 32064 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


97 gi| 265678845 
322285 32381 
Halanaerobiaceae; Haloth 
97 gi|265678841 


4237444 42389 


219846588 
34809 


219846574 


219846543 


219846513 


Clostridiu 

219846390 
sequenc 
Lac 
219846363 


219846304 
partial se 
Neisser 
219846293 


cr 
219846169 


219846142 
sequence 


219846137 


219846077 


219846043 


265679042 
31915 
Micr 


265678989 
265678957 
sequence 


Actinomyc 


265678938 


265678924 
Clo 
265678879 


sequence 


265678847 


ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026166.1 


; Brevibacteriac 
ref |NR_026135.1 
nce 354957 
lostridiaceae; C 
ref|NR_026105.1 
m. 

ref|NR_025981.1 


e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025954.1 


ref |NR_025894.1 
quence 388702 
iales; Neisseria 
ref|NR_025883.1 


yptosporangiacea 
ref|NR_025759.1 


eae; Nocardiacea 
ref|NR_025732.1 

4112427 411388 
les; Micrococcin 
ref|NR_025727.1 
; Brevibacteriac 
ref|NR_025667.1 
08 Anoxybacillus 
ref |NR_025633.1 
; Actinomycetace 
ref|NR_029350.1 


33385 Microb 
ococcineae; Micr 


ref |NR_029297.1 

ia varians Bacte 

; Kocuria. 

ref |NR_029265.1 
157869 159336 

etales; Micrococ 


ref |NR_029246.1 

186799 188298 
Clostridiaceae; 
ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 


270671 272189 
Lachnospiraceae; 
ref|NR_029152.1 
0 Acholeplasma 
ref|NR_029150.1 
ermothrix. 
ref|NR_029146.1 


e 328486 329942 
Clostridiales F 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Clostridium 

2 3551038 Clostridium 

lostridium. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Brevibacterium 

5 Brevibacterium 

eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Anoxybacillus gonensis 
gonensis Bacteria; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Microbacterium 

acterium flavescens 

obacteriaceae; 


Kocuria varians strain 
ria; Actinobacteria; 


Microbacterium 
Microbacterium 
cineae; 


Clostridium 
Clostridium 
Clostridium. 
Clostridium 
Clostridium 
stridium. 
Clostridium 
Clostridium 
Butyrivibrio. 
Acholeplasma palmae 


palmae Bacteria; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


ref|NR_029100.1 
388894 390431 


Myceligenerans 
Myceligenerans 


xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonospora 


ceae; Myceligenerans. 


290086 Bacteria_16S 470265 470168 3 98 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

290086 Bacteria_16S 543787 543686 1 100 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 


strain JR 16S rib 
Deferribacteres; 


290086 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


290086 Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


290086 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


290086 Bacteria_16S 


sibirica strain A 
Bacteria; Proteob 


290086 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


290086 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


strain AIP313.00 
Firmicutes; Clost 


290086 Bacteria_16S 


marinus subsp. pa 


osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
571311 571214 4 99 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
619662 619565 4 99 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


665076 664979 1 97 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


728735 728654 25 104 gi 
12 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
765802 765705 1 97 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
781197 781100 4 100 gi 
ribosomal RNA, partial sequence 
805730 805633 1 


97 gi 


ridia; Clostridiales; Veillonellaceae; 
879947 879850 1 97 qi 
storis strain PCC 9511 16S ribosomal R 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
290086 Bacteria_16S 
16S ribosomal RNA, partial sequence 804384 80579 


542382 54390 
Deferriba 


265678672 


569932 57142 
ingobacter 


265678639 
ce 61837 
ales; 


265678606 
quence 
ales; 


265678563 

72737 
ales; 
265678536 
nce 76438 
nellaceae; 
265678525 


265678509 


Anaeroglo 
265678459 
NA, partia 


Micr 


Clos 


Ecto 


0 Deferribacter 
cter 
ref 


NR_028977.1 


iaceae; Pedobac 
ref |NR_028944.1 
1 619715 Micro 
ococcineae; Mic 


ref|NR_028911.1 
663698 66518 
tridiales Famil 


ref|NR_028867.1 
0 728734 Thior 
thiorhodospirac 
ref|NR_028840.1 
5 765927 Mitsu 
Mitsuokella. 
ref|NR_028829.1 
7 Acholeplasma 
eplasma. 

ref|NR_028812.1 
1 Anaeroglobus 
bus. 
ref 
1 se 


NR_028762.1 
quence 


b 
ba 


5 
y: 


h 
e 


fo} 


abyssi Bacteria; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 
t 


er. 

Microbacterium 
acterium aerolatum 
obacteriaceae; 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Mitsuokella 

kella jalaludinii 


Acholeplasma axanthum 


axanthum Bacteria; 


Anaeroglobus geminatus 


geminatus Bacteria; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


290086 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


290086 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


japonensis strain 
Bacteria; Bactero 


290086 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


290086 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


290086 Bacteria_16S 


strain AM1114 16S 


teria; 
290086 Bacteria_16S 


ribosomal RNA, partial sequence 
ridia; 
290086 Bacteria_16S 

n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; 


acteria; Actinobacteridae; Actinomycet 


Prochlorococcus. 

910605 910516 12 100 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
1059536 1059435 1 100 gi 
ain SSM1 16S ribosomal RNA, partial se 

Deferribacteres; Deferribactera 
1062542 1062445 4 99 gi 
758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1104532 1104435 1 97 gi 


e; 


Clostridiales Fa 
97 gi 


Clostridiales; 
1110621 1110524 1 


Coriobacteridae; 


v 


Collinsella. 
1113670 1113573 4 99 gi 
76 16S ribosomal RNA, partial sequenc 


1224051 1223954 1 97 
ribosomal RNA, partial sequence 


gi 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

290086 Bacteria_16S 1234701 1234604 4 99 gi|219878266|ref|NR_025405.1 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 123481 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Microbacteriaceae; Microbacterium. 

290086 Bacteria_16S 1328389 1328312 21 97 gi|219846129|ref|NR_025719.1 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 132699 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; La 
290086 Bacteria_16S 1357357 1357264 1 93 gi|228720131|ref|NR_027589.1 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 135748 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiacea 
290086 Bacteria_16S 1448318 1448221 1 97 gi| 224581422 |ref|NR_027203.1 


neglectum strain P9a-h 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


Mogibacterium. 


1103152 11046 
mily XIII. 


Coriobacte 


e 
ales; 


1222664 12241 


265678438 
quence 

iales; Clo 
265678338 
quence 

les; Defer 
265678336 
ce 10611 
iales; Chi 
265678306 


265678302 
sequence 


265678300 
11123 
Micr 
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290086 Bacteria_16S 1498133 1498036 1 97 gi|219846665|ref|NR_026257.1| Halanaerobium 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

290086 Bacteria_16S 1698440 1698343 4 99 gi| 219878409 |ref|NR_025548.1| Microbacterium 

paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

Microbacterium. 

290086 Bacteria_16S 1719823 1719726 4 99 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 

strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

290086 Bacteria_16S 1768429 1768332 1 97 gi|219878359|ref|NR_025498.1| Sedimentibacter 


saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

290086 Bacteria_16S 1800090 1799993 4 99 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

290086 Bacteria_16S 1818562 1818465 4 99 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

290086 Bacteria_16S 1874912 1874815 4 99 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

290086 Bacteria_16S 1949434 1949337 4 99 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

290086 Bacteria_16S 1958441 1958344 4 99 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

290086 Bacteria_16S 2141454 2141357 1 oT gi|219857641|ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

290086 Bacteria_16S 2203563 2203462 1 100 gi|219857597|ref|NR_025185.1| Mycoplasma 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 2202199 2203669 Mycoplasma 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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290086 Bacteria_16S 3775819 3775718 1 100 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 3842553 3842456 1 97 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

290086 Bacteria_16S 4004982 4004885 1 97 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

290086 Bacteria_16S 4072929 4072832 1 97 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

290086 Bacteria_16S 4119779 4119678 1 100 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

290086 Bacteria_16S 4125957 4125860 4 99 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

290086 Bacteria_16S 4138125 4138024 1 100 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

290086 Bacteria_16S 4142821 41427201 100 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

290086 Bacteria_16S 4144387 4144286 1 100 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

290086 Bacteria_16S 4150639 4150538 1 100 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

290086 Bacteria_16S 4155198 4155097 1 100 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

290086 Bacteria_16S 4156764 4156663 1 100 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

290086 Bacteria_16S 28584 28484 4 102 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

290086 Bacteria_16S 264583 264483 4 102 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
290086 Bacteria_16S 337701 337601 4 102 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

290086 Bacteria_16S 425867 425767 4 102 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

290086 Bacteria_16S 444399 444299 4 102 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
290086 Bacteria_16S 520912 520812 4 102 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

290086 Bacteria_16S 522439 522339 4 102 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
290086 Bacteria_16S 602730 602630 4 102 gi| 265678651 |ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

290086 Bacteria_16S 892143 892048 1 97 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

290086 Bacteria_16S 984604 984504 1 100 gi|265678388|ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

290086 Bacteria_16S 1174283 1174183 4 102 gi|228719222|ref|NR_027581.1| Capnocytophaga 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
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Flavobacteriaceae; 


Capnocytophaga. 


290086 Bacteria_16S 
hartmannellae str 


hartmannellae Bac 


subsp. paredis st 
socranskii subsp. 


subsp. buccale st 
socranskii subsp. 


thermacidophilum 
Bifidobacteriales 
ferrooxidans DSM 
DSM 10331 Bacteri 


Acidimicrobiaceae 


OT-1 16S ribosoma 


1248329 1248229 2 100 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
ain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 
290086 Bacteria_16S 1252676 1252576 1 100 gi|219857241|ref|NR_024869.1| Treponema socranskii 
rain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
290086 Bacteria_16S 1254203 1254103 1 100 gi|219857240|ref|NR_024868.1| Treponema socranskii 
rain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
290086 Bacteria_16S 1331398 1331298 4 102 gi|219846082|ref|NR_025672.1| Bifidobacterium 
subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
; Bifidobacteriaceae; Bifidobacterium. 
290086 Bacteria_16S 1361824 1361725 1 100 gi|228719712|ref|NR_027584.1| Acidimicrobium 
10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
a; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
; Acidimicrobium. 
290086 Bacteria_16S 1375491 1375391 4 102 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
1 RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 


Flavobacteria; Fl 


290086 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


290086 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


290086 Bacteria_16S 


gelidilacus strai 
gelidilacus Bacte 


290086 Bacteria_16S 


strain NN0O15860 1 
Bacteroidetes; Fl 


290086 Bacteria_16S 


strain NN0O15840 1 
Bacteroidetes; Fl 


290086 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


290086 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


290086 Bacteria_16S 


xinjiangense stra 
xinjiangense Bact 


290086 Bacteria_16S 


sublithincola str 
sublithincola Bac 


290086 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


290086 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


290086 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


290086 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


290086 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


290086 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


290086 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


avobacteriales; Kordi 


gi 


Flavobacteriaceae; 
1467808 1467708 1 100 

ibosomal RNA, partial sequence 

rochaetales; Spirochaetaceae; Treponema. 
1628265 1628165 4 102 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1713673 1713573 4 102 gi 
n R-8899 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
2063831 2063731 4 102 gi 


ne 
S; 


qu 
VO. 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


2065355 2065255 4 102 
avobacteria; Flavobacteriales; Flavobact 
2142925 2142825 4 102 gi 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 
2180783 2180683 4 102 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2182299 2182199 4 102 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 
2423921 2423821 4 102 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2434330 2434230 4 102 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2633201 2633101 4 102 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
2743109 2743009 4 102 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2812149 2812049 4 102 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2813643 2813543 4 102 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
3547884 3547784 4 102 gi 


ue 
la 


eq 
ba 


1 
av 


s 
la 


ne 
S; 


ct 


ce 
S; 


s 
av 


eq 
ob 


cteroidia; Bacteroidales; da 
3578224 3578126 1 98 gi 
216 16S ribosomal RNA, complete seque 


acteria; Alphaproteobacteria; Rhizobia 


Porphyromona 


nc 
le 


290086 Bacteria_16S 
gingivalis strain ATCC 33624 16S ribosomal RNA, partial sequence 


a. 


224581408 
1466484 14678 


219878458 


e 
Fl 


219878399 


enc 
bac 


219878148 
6S ribosomal RNA, partial sequence 2062466 20639 


eri 


219878147 
6S ribosomal RNA, partial sequence 2063988 20654 


eri 


219857640 


nce 
vob 


219857613 


uen 
cte 


219857612 


seq 
oba 


219857443 


equ 
vob 


219857432 


e 
Fl 


219857237 
2631843 26332 


eri 


219857159 


FL 


219857109 


equ 
oba 


219857108 


uen 
act 


219846545 
6S ribosomal RNA, partial sequence 3546505 35479 


cea 


219846524 


e 
S; 


3607404 3607304 4 102 gi 


219846502 


ref|NR_027189.1 
91 Treponema put 


ref|NR_025597.1 
01 1628368 Flavo 
cteriaceae; Fla 
ref|NR_025538.1 

1712309 17137 
les; Flavobacte 
ref |NR_025287.1 
37 Cellulophaga 
; Cellulophaga. 
ref |NR_025286.1 
61 Cellulophaga 
; Cellulophaga. 
ref|NR_025229.1 

2141553 21430 
iales; Flavobac 
ref |NR_025202.1 
179421 21808 
s; Flavobacteri 
ref|NR_025201.1 
180937 21824 
ales; Flavobact 
ref|NR_025031.1 


16269 
avoba 


e 


teria 


aceae 


aceae 


acter 


ce 
riale 


ND 


uence 
cteri 


ence 
acteriale 


ref 


S; 
NR_025020.1 
24329 
avobacter 


ref 


iaceae; 
NR_024865.1 
; Flavobacteriu 
ref|NR_024787.1 
27 2743201 Flavo 
cteriaceae; Fla 
ref|NR_024737.1 

2810779 28122 
ales; Flavobact 
ref |NR_024736.1 

2812273 28137 
es; Flavobacter 
ref |NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref|NR_026116.1 
05 3578325 Blast 
rhizobiaceae; B 
ref|NR_026094.1 


aceae 


27417 
avoba 


ence 
cteri 


ce 


erial 


e; Po 


35769 
Brady 


b 
Vv 


7 
r 


1 
% 


8 
a 


0 
e 


2422553 242399 
Flavobact 


48 2434422 Flavob 
Flav 


b 
Vv 


2 
e 


1 
i 


° 
1 


Treponema putidum 
idum Bacteria; 


Flavobacterium 

acterium frigoris 

obacterium. 
Flavobacterium 

7 Flavobacterium 

iaceae; Flavobacterium. 
Cellulophaga fucicola 

fucicola Bacteria; 


Cellulophaga baltica 
baltica Bacteria; 


Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Aequorivita 

1 Aequorivita 

eriaceae; Aequorivita. 
Flavobacterium 
acterium frigidarium 
obacterium. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
m. 


Flavobacterium 
acterium limicola 
obacterium. 
Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Porphyromonas cansulci 
cansulci Bacteria; 


Blastobacter 
bacter capsulatus 
astobacter. 
Capnocytophaga 


3606022 3607474 Capnocytophaga 


gingivalis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 


290086 Bacteria_ 


filamentus strain 
Bactero 


Bacteria; 
290086 Bacteria_ 
strain C8ST5 16S 
Bacteroidetes; 
290086 Bacteria_ 


vanneervenii stra 
Bacteria; Verruco 


290086 Bacteria_ 


franzmannii strai 
Bactero 


Bacteria; 
290086 Bacteria_ 


hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
hibernum Bacteria 


290086 Bacteria_ 


strain KMM 6029 1 
Fl 


Bacteroidetes; 
290086 Bacteria_ 


strain KMM 6020 1 
Fl 


Bacteroidetes; 
290086 Bacteria_ 


strain KMM 6034 1 
Fl 


Bacteroidetes; 
290086 Bacteria_ 


KMM 6031 16S ribo 
Fl 


Flavobacteria; 
290086 Bacteria_ 


strain KMM 3944 1 
Fl 


Bacteroidetes; 
290086 Bacteria_ 


epiphytica strain 
epiphytica Bacter 


290086 Bacteria_ 


thalassocola stra 
thalassocola Bact 


Winogradskyella. 
290086 Bacteria_ 


strain NRRL B-163 
Bacteria; Actinob 


290086 Bacteria_ 


lechevalierae str 
lechevalierae Bac 


Glycomycetaceae; 
290086 Bacteria_ 


strain KMM 3912 1 
Fl 


Bacteroidetes; 
290086 Bacteria_ 


strain KMM 3902 1 
Fl 
290086 Bacteria_1 
succinivorans strain S1-1 16S ribosomal RNA, partial se 
succinivorans Bacteria; 
290086 Bacteria_1 
strain CE40 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_1 


Bacteroidetes; 


strain Prevot 247 


Firmicutes; 


strain CCUG 42773 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
290086 Bacteria_16S 
PB90-1 16S riboso: 
Opitutae; Opituta 
290086 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; 


Fl 


Clost 
290086 Bacteria_16S 


16S 3681740 3681640 4 102 gi 
idetes; Flavobacteria; 
16S 3702773 3702673 4 102 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


16S 3708776 3708672 2 104 


gi 


gi 


16S 3793972 3793872 4 102 gi 


idetes; 
16S 


Flavobacteria; 


3844078 3843978 4 102 gi 


; Bacteroidetes; 
16S 


Flavobacteria; 
3982620 3982520 4 102 gi 
avobacteria; 
16S 


Flavobacteriales; 

3988567 3988467 4 102 gi 
avobacteria; 
16S 


Flavobacteriales; 

3990045 3989945 4 102 gi 
avobacteria; 
16S 


Flavobacteriales; 

3991536 3991436 4 102 gi 
avobacteriales; 
16S 


Flavobacteriaceae; 
4014020 4013920 4 102 gi 
avobacteria; 
16S 


Flavobacteriales; 

4015500 4015400 4 102 gi 
ia; 
16S 


Bacteroidetes; Flavobacteria; 


4016979 4016879 4 102 gi 


eria; Bacteroidetes; Flavobacteria; 


16S 4032231 4032131 3 101 gi 


16S 4035335 4035235 3 101 gi 


Glycomyces. 


16S 4115300 4115200 4 102 gi 
avobacteria; 
16S 


Flavobacteriales; 
4163005 4162905 4 102 gi 
avobacteria; 
6S 71035 


Flavobacteriales; 
70952 1 83 


gi 


Firmicutes; Clostridia; 


6S 124257 124154 4 104 


gi 


6S 127308 127205 3 104 gi 


6S 151453 151398 1 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
596810 596707 3 104 gi 
16S ribosomal RNA, partial sequence 


56 gi 


696984 696885 3 

mal RNA, partial sequence 
les; Opitutaceae; Opitutus. 
727221 727138 1 83 
ribosomal RNA, partial sequence 
ridia; 


100 gi 


gi 


Clostridiales; Veillonellaceae; 
890652 890553 4 100 gi 


215 16S ribosomal RNA, partial sequen 
Flavobacteriale 
Flavoba 


in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 


n 301 16S ribosomal RNA, partial seque 


Flavobacteriale 


Flavob 


Flavoba 


KMM 3906 16S ribosomal RNA, partial s 
Flav 


in KMM 3907 16S ribosomal RNA, partial 
Fl 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


Flavoba 


Flavoba 


Clostri 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
290086 Bacteria 1 
strain W6 16S rib 
Clost 
290086 Bacteria_16S 


219846450 
ce 
S; 

219846435 


3701387 37028 
eriaceae 


ct 
219846431 
en 
robiales; 
219846368 
nce 
S; 
219846333 
equence 
ac 
219846237 


6S ribosomal RNA, partial sequence 3981260 39826 
Flavoba 


ct 
219846233 


6S ribosomal RNA, partial sequence 3987206 39886 
Flavoba 


ct 
219846232 


6S ribosomal RNA, partial sequence 3988683 39901 
Flavoba 


ct 
219846231 


somal RNA, partial sequence 3990163 3991609 Piboc 
Pib 


ocella. 
219846214 


6S ribosomal RNA, partial sequence 4012648 40140 
eriaceae 


ct 
219846213 
equence 
ob 
219846212 
sequence 
av 


219846202 
ales; 
219846200 


rt 
e; 


219846141 


6S ribosomal RNA, partial sequence 4113936 41153 
eriaceae 


ct 
219846106 


6S ribosomal RNA, partial sequence 4161641 41630 
cteriaceae 


265679017 
quence 


265678980 


122905 12429 
ococcineae 


265678978 


265678962 


150066 15156 
Clostridiu 


265678655 


265678585 


695588 697067 Opitu 


265678564 


725825 72731 
Succinisp 


265678451 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 


36803 


Flavoba 


ce 37073 


37926 
Flavoba 


teriales 


acterial 


obacteri 


40308 


Glyc 


ial sequ 
Actinomycet 


diales; Ve 


12591 
nomycineae; 


59545 
nomycineae; 


ref|NR_026041.1 
74 3681813 Polar 
cteriaceae; Pol 
ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref|NR_026022.1 
88 3708856 Prost 
Verrucomicrobia 
ref|NR_025959.1 
06 3794045 Polar 
cteriaceae; Pol 
ref |NR_025923.1 

3842717 384417 
; Flavobacteria 
ref|NR_025827.1 


zionia. 
NR_025823.1 


7; Bi 
ref 


uimarina. 
NR_025822.1 


v Aq 
ref 


llisia. 
NR_025821.1 
ponti Bact 


7 Gi 
ref 
ella 


ref |NR_025804.1 


; Winogradskyell 
ref|NR_025803.1 

4014130 401555 
es; Flavobacteri 
ref|NR_025802.1 

4015607 401703 
ales; Flavobact 


, 


ref|NR_025792.1 
56 4032350 Glyco: 
omycineae; Glyco 
ref|NR_025790.1 
ence 403395 
ales; Glyco 


ref|NR_025731.1 


a UL 
ref 


vibacter. 
NR_025696.1 
; Algibacter. 
ref |NR_029325.1 

69637 71125 
illonellaceae; S 
ref |NR_029288.1 
8 Cellulomonas 
; Cellulomonadac 
ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref|NR_029270.1 


m. 
ref |NR_028960.1 
5 596820 Actino 
; Actinomycetace 
ref|NR_028890.1 
tus terrae Bacte 


ref|NR_028868.1 
9 Succinispira 
ira. 
ref|NR_028753.1 

889276 890727 


i 
a 


h 
c 


i 
a 


Cc 


e 


e 


Polaribacter 
bacter filamentus 
ribacter. 
Gelidibacter algens 


algens Bacteria; 


Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 

Polaribacter 
bacter franzmannii 
ribacter. 

Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 
eriaceae; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 
eriaceae; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 
eriaceae; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 
Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 
5 Winogradskyella 
riaceae; 


Glycomyces algeriensis 


myces algeriensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


mycineae; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Schwartzia 
Schwartzia 
chwartzia. 
Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Clostridium litorale 


6 Clostridium litorale Bacteria; 


Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Opitutus terrae strain 
ria; Verrucomicrobia; 


Succinispira mobilis 


mobilis Bacteria; 


Actinomadura 
Actinomadura 


catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; Actinomadura. 


290086 Bacteria_16S 
cardiffensis stra 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae 


Actinomycetaceae; 


290086 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


290086 Bacteria_16S 
suimastitidis str 


suimastitidis Bac 
Actinomycetaceae; 


290086 Bacteria_16S 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
290086 Bacteria_16S 
Sapomandens strain DSM 3223 16S ribosomal RNA, partial 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridi 
290086 Bacteria_16S 
peptidivorans strain TMC4 16S ribosomal RNA, partial se 


peptidivorans Bac 


290086 Bacteria_16S 
ketosireducens strain IFO 14548 16S ribosomal RNA, part 


ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Microbacteriaceae; Microbacterium. 

290086 Bacteria_16S 3863735 3863640 4 97 gi|219846320|ref|NR_025910.1 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 38638 

Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

290086 Bacteria_16S 66527 66429 3 99 gi|265679020|ref|NR_029328.1 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
290086 Bacteria_16S 148387 148290 3 99 gi|265678964|ref|NR_029272.1 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineospo 
Kineosporiaceae; Kineococcus. 

290086 Bacteria_16S 154563 154521 1 43 gi|265678960|ref|NR_029268.1 


strain V 5-2 16S 
Firmicutes; Clost 


290086 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


290086 Bacteria_16S 


proteolyticum str 
Bacteria; 


chartatabidum Bac 


290086 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


290086 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


290086 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


290086 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


290086 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


290086 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


290086 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


290086 Bacteria_16S 


strain 3wWC2 16S r 
Firmicutes; Clost 


Firmicutes; 
290086 Bacteria_16S 
chartatabidum strain 163 16S ribosomal RNA, partial seq 


1739552 1739449 3 104 gi 
in CCUG 44997 16S ribosomal RNA, parti 


Actinomyces. 

1783537 1783439 5 100 gi 
16S ribosomal RNA, partial sequence 
teria; Fusobacteriales; Fusobacteriace 
1902536 1902433 3 104 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 

Actinomyces. 
1952546 1952443 3 104 gi 
16S ribosomal RNA, partial sequence 


2429787 2429690 1 97 gi 


2435826 2435743 1 83 gi 
teria; Firmicutes; Clostridia; Clostri 
2957048 2956953 6 99 gi 


ribosomal RNA, partial sequence 
ridia; Clostridiales; 
166868 166826 1 


Clostridiaceae; 

43 gi 
ridia; Clostridiales; Clostridiaceae; 
181947 181893 1 55 gi 
ain CG 16S ribosomal RNA, partial sequ 
Clostridia; Clostridiales; Clostr 
198757 198715 1 43 gi 


teria; Firmicutes; Clostridia; Clostri 
203484 203406 4 81 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 
212837 212795 1 43 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
217418 217324 4 97 gi 
ribosomal RNA, partial sequence 


gi 


ridia; Clostridiales; Peptococcaceae; 
336134 336036 4 100 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
339265 339167 4 100 gi 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
484078 484036 1 43 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; 


al 


ae; 


ia 
e; 


ales; 


quence 
diales; 


ia 


153188 15467 
Oxobacter. 
265678952 
6S ribosomal RNA, partial sequence 165488 16699 


uence 
diales; 


lanctomycetacia; Planctomycetales; Planctomycetaceae; Blastopire 
225071 225029 1 43 gi|265678913|ref|NR_029221.1 
16S ribosomal RNA, partial sequence 223682 22507 


riales; 


nce 
riales; 


590718 590676 1 43 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


Clostridiaceae; 


219878382 
sequenc 
; Actinomyceta 


219878348 
17821 
Sneath 
219878262 
1 sequence 1901160 190257 
Actinomycet 


219878227 
19511 
nomycineae 
219857438 
sequence 
Peptococ 
219857431 


219856819 Pd 
1 sequence 2955705 29571 


265678928 
ence 20208 
naerobacte 


265678921 
211461 21296 
Clostridium. 
265678918 
216053 21755 


Peptococcu 
265678834 
33475 


265678832 
33788 


265678729 
sequence 
Synergistal 
265678659 
589361 590795 Clostridium colicanis Bacteria; 


ref |NR_025521.1 
e 1738160 173968 


ref|NR_025487.1 

ia. 
ref|NR_025401.1 

ales; 


ref|NR_025366.1 
¢ Ke 
ref|NR_025026.1 

2428395 242981 
caceae; Des 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; C 
ref|NR_024638.1 
1 


cl 


ref|NR_029260.1 


ref |NR_029250.1 
4 182073 Clost 
Clostridium. 
ref |NR_029239.1 
197405 198934 
ostridiaceae; Cl 
ref |NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


cl 


ref|NR_029229.1 


ref|NR_029226.1 


Ss. 
ref |NR_029139.1 
5 336267 Bifido 
fidobacteriaceae 
ref |NR_029137.1 
6 339399 Bifido 
fidobacteriaceae 
ref |NR_029034.1 

482698 484170 
es; Synergistace 


Bi 


Bi 


75 1783536 Sneath 


Actino: 


63 1952590 Actino 
tinomycetace 


u 


1 


r 


Streptosporangineae; 


Actinomyces 
1 Actinomyces 


les; Actinomycineae; 


Sneathia sanguinegens 
ia sanguinegens 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Desulfotomaculum 

8 Desulfotomaculum 

1fotomaculum. 
Clostridium 

3 Clostridium 

ostridium. 
Microbacterium 

4 Microbacterium 

coccineae; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Kineococcus 
Kineococcus 

riineae; 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 
Clostridium. 
265678942 
ence 18057 
idiaceae; 

265678931 


Clostridium 
idium proteolyticum 


Clostridium 
Clostridium 
ostridium. 
Coprothermobacter 
hermobacter 
ulfobiaceae; 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Peptococcus niger 


4 Peptococcus niger Bacteria; 


Bifidobacterium 

bacterium subtile 

; Bifidobacterium. 
Bifidobacterium 

bacterium saeculare 

; Bifidobacterium. 
Dethiosulfovibrio 
Dethiosulfovibrio 

ae; Dethiosulfovibrio. 


ref|NR_028964.1 


Clostridium. 


Clostridium colicanis 


290086 Bacteria_16S 
singaporensis str 
singaporensis Bac 


Klebsiella. 


290086 Bacteria_16S 
strain II-2 16S r 
Sp 
290086 Bacteria_16S 
DSM 20544 16S rib 
Firmicu 
290086 Bacteria_16S 
ATCC 700755 16S r 
Bactero 
290086 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 
290086 Bacteria_16S 


Bacteroidetes; 


Bacteria; 


Bacteria; 


acetiphilus DSM 1 
12809 Bacteria; D 


290086 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


290086 Bacteria_16S 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
290086 Bacteria_16S 1721365 1721267 1 98 gi|219878394|ref|NR_025533.1 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

290086 Bacteria_16S 1733486 1733412 1 74 gi| 219878386 |ref|NR_025525.1 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

290086 Bacteria_16S 1908254 1908156 3 99 gi| 219878258 |ref|NR_025397.1 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actino: 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
290086 Bacteria_16S 1911237 1911139 3 99 gi| 219878256 |ref|NR_025395.1 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 191128 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

290086 Bacteria_16S 1932752 1932654 3 99 gi|219878240|ref|NR_025379.1 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 193276 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

290086 Bacteria_16S 1955487 1955389 3 99 gi|219878225|ref|NR_025364.1 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 195552 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino: 
Actinomycetaceae; Actinomyces. 

290086 Bacteria_16S 2186896 2186799 1 97 gi|219857608|ref|NR_025197.1 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnob 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

290086 Bacteria_16S 2288807 2288709 4 100 gi|219857540|ref|NR_025128.1 


strain Ll 16S rib 
Tenericutes; Moll 


290086 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


290086 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


290086 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


290086 Bacteria_16S 


nitritogenes stra 
nitritogenes Bact 


290086 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; Clost 


849793 849751 62 104 gi 
ain LX3 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


2 


979990 979888 4 104 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1165140 1165043 1 97 
osomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 
1168103 1168005 4 100 gi 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; 
1172735 1172693 1 
11002 
11002 


gi|2 
9786 
Sap 
gi 


Flavobacteriale 

43 gi 
16S ribosomal RNA, partial sequ 
Bacteria; Synergistetes; Synerg 


Ss; 


1196965 1196923 1 43 gi 
2809 16S ribosomal RNA, partial sequen 
eferribacteres; Deferribacterales; Def 
1562914 1562836 20 97 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1683130 1683032 3 99 gi 
ribosomal RNA, partial sequence 


osomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
2352173 23521311 43 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2531107 2531065 1 43 gi 


ne 


ridia; Clostridiales; Clostridiaceae; Cl 
2560998 2560956 1 43 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2887304 2887262 1 43 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 


2888827 2888785 1 43 gi 


ae 


s 
ia 


ridia; Clostridiales; Eubacteriaceae; Eu 


290086 Bacteria_16S 


uence 
eria; 


rospiracea 
228720667 
1163739 11652 
nellaceae; 
228719 
1166738 11681 


228719 
ence 11713 
istia; 


228715 
ce 
erribacter 
219846143 
ue 
ac 
219878420 
1681727 16832 


2287434 22889 
219857493 
219857357 
16S ribosomal RNA, partial sequence 2529733 25312 


219857337 
2559665 25611 


219856865 


219856864 
6S ribosomal RNA, partial sequence 2887459 28889 


65678480 |ref|NR_028783.1 
848542 84982 
Enterobacteriales; 
65678391 


31 98004 


ref |NR_028693.1 


ewinella. 
NR_027596.1 


e; L 
ref 


Mitsuokella. 
ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; Psy 
ref|NR_027582.1 
45 1172849 Dethi 
ergistales; Syn 


858 


Flavoba 
312 


Syn 


574 
11955 


ref|NR_027535.1 
65 1197080 Denit 
aceae; Denitrov 
ref|NR_025733.1 

1561538 156291 
xybacillus. 
ref |NR_025559.1 


nce 


eae; Ano 


aceae; Mesoplasma. 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 


ref |NR_024945.1 


23507 
rgistace 


ostridium. 


ref |NR_024925.1 


v 


Aminobacterium. 
ref|NR_024684.1 

2885932 288740 
acteriaceae; Eub 


ref|NR_024683.1 


equence 
les; Eub 


bacterium. 


2890352 2890310 1 43 gi 


219856863 


ref 


3 
E 


c 
Oo 


e 


xr 
i 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 

Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 
Anoxybacillus 
3 Anoxybacillus 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Cetobacterium somerae 
somerae Bacteria; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Actinomyces 

2 Actinomyces 
mycineae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Carnobacterium 
acterium viridans 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Eubacterium 

8 Eubacterium 

acterium. 

Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


NR_024682.1 


Eubacterium budayi 


strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Eubacteriaceae; Eu 


bacterium. 


290086 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


290086 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


290086 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


290086 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


290086 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


290086 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


290086 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


290086 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


290086 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


290086 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


290086 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


290086 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


290086 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


290086 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


290086 Bacteria_16S 


chrysopicola stra 
chrysopicola Bact 


290086 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


290086 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


290086 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


290086 Bacteria_16S 


modestum strain G 
modestum Bacteria 


290086 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


290086 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


290086 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


290086 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


3036057 3036015 1 43 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3065028 3064954 24 97 gi 


gi 


cl 


bacillales; 
3502020 3501978 1 


Streptococcaceae; 
43 


Streptoc 
gi 


oc 


ridia; Clostridiales; cl 


3529384 3529342 1 


Clostridiaceae; 

43 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3533857 3533803 1 55 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3552472 35523741 97 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3585848 3585767 1 81 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3711802 37117601 43 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3720772 3720730 1 43 gi 
ibosomal RNA, complete sequence 


Sa 


Ca 


en 


ne 


leuk 


219846899 
3034695 30361 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 


219846557 
6S ribosomal RNA, partial sequence 3528019 35294 


219846554 
3532506 35339 


219846542 
3551089 35526 


219846519 


219846429 


219846422 
3719395 37209 


ref 
ostridium. 
ref 


cus. 
ref 
ostridium. 
ref 
ostridium. 
ref 


rcina. 
ref 
loramator. 
ref 
ce 35844 
llaceae; Pha 
ref 
37104 
ostridium. 


ref 


S ribosomal RNA, partial sequence 


290086 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


, partial sequence 


ridiales; Clostridiaceae; Clostridium. 


625776 62729 


obacteriales; Fusobacteriaceae; Ilyobacter. 
1137850 1137754 4 99 gi| 253680765 |ref 
mal RNA, complete sequence 1136447 1137959 Leifsonia 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
1157532 11574311 100 gi|228721492|ref 
12112 16S ribosomal RNA, partial sequence 11561 
a; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
1266253 1266160 1 93 gi|219846539|ref 


27 Streptococcus 


36 3585946 Phasc 


25 3711931 Clost 


51 1157635 Strep 


NR_026491.1 


NR_026471.1 


NR_026167.1 


NR_026149.1 


NR_026146.1 


NR_026134.1 


NR_026111.1 
° 
scolarctobac 
NR_026020.1 
r 


NR_026013.1 


NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_027615.1 
it 
Streptobacil 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Streptococcus ovis 
ovis Bacteria; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
3865253 3865151 4 104 gi|219846319|ref|NR_025909.1| Alistipes putredinis 
16S ribosomal RNA, partial sequence 3863852 3865319 Alistipes putredinis Bacteria; 
cteroidia; Bacteroidales; Rikenellaceae; Alistipes. 
3868302 3868204 4 100 gi|219846317|ref|NR_025907.1| Porphyromonas levii 
16S ribosomal RNA, partial sequence 3866893 3868368 Porphyromonas levii Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

4080619 4080521 1 97 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
ibosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4139691 4139593 1 97 gi|219846121|ref|NR_025711.1| Spiroplasma 
in EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4147516 4147418 4 100 gi|219846116|ref|NR_025706.1| Spiroplasma 
ain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4158329 41582311 97 gi|219846109|ref|NR_025699.1| Spiroplasma 
in DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4164489 4164391 4 100 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4175170 4175072 4 100 gi|219846097|ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4181323 4181225 4 100 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 

ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

232538 232438 1 100 gi|265678908|ref|NR_029216.1| Propionigenium 
ra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

441344 441243 1 100 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 

ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

627155 627054 1 100 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Streptobacillus 
obacillus moniliformis 
lus. 


NR_026131.1 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


290086 Bacteria_16S 
bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 
290086 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 
Algoriphagus. 
290086 Bacteria_16S 
strain LMG 21970 
Bacteroidetes; Sp 
290086 Bacteria_16S 
aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 
290086 Bacteria_16S 
winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 
290086 Bacteria_16S 
strain BA134 16S 
Bacteroidetes; Sp 
290086 Bacteria_16S 
strain CHOO1A 16S 
Proteobacteria; E 
290086 Bacteria_16S 
strain 462/2 16S 
Tenericutes; Moll 
290086 Bacteria_16S 
californiensis st 
californiensis Ba 
290086 Bacteria_16S 
strain B1/T1 16S 
Tenericutes; Moll 
290086 Bacteria_16S 
haemolyticum stra 
haemolyticum Bacteria; 
290086 Bacteria_16S 

multipotens strai 


ria; 


ria; 


eria; 


hingobacteria; 


1390491 1390418 26 


ain HD 100 16S ribosomal RNA, partial 


1617660 1617563 4 
Bacteroidetes; 


1619183 1619086 4 


1620706 1620609 4 
Bacteroidetes; 
1622229 1622132 4 
Bacteroidetes; 


1625260 1625163 4 


ribosomal RNA, partial sequence 
hingobacteria; 


1935688 1935586 1 


ribosomal RNA, partial sequence 


2208087 2207986 1 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2238402 22383051 


rain APO 16S ribosomal RNA, partial se 
cteria; 


Firmicutes; 
2484180 2484079 1 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2794019 2793926 1 


in ATCC9650 16S ribosomal RNA, partial 
Clostridia; 


Firmicutes; 
3079861 3079820 1 


n RH-8 16S ribosomal RNA, partial sequ 


quence 
Clostridia; Clostridiales; C 
100 gi| 219857394 


2206719 22081 


97 gi|219857574 


2482825 24842 


93 gi|]219857121 
sequence 
Clostridiales; Clo 
42 gi|219846869 
ence 30784 


ref|NR_025162.1 


lost 
ref 


ridiaceae; 
NR_024982.1 


ref|NR_024749.1 

2792664 279412 
stridiaceae; 
ref|NR_026461.1 


2237029 223848 
ue 


Clo 


57 3079982 Desulf 


98 gi|228716586|ref|NR_027553.1| Bdellovibrio 
sequence 1389197 1390490 Bdellovibrio 
00 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
99 gi| 219878465 |ref|NR_025604.1| Algoriphagus 
n LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
99 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
99 gi|219878463|ref|NR_025602.1| Algoriphagus 
n LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
99 gi|219878462|ref|NR_025601.1]| Algoriphagus 
in LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
99 gi|219878460|ref|NR_025599.1| Belliella baltica 
1623889 1625333 Belliella baltica Bacteria; 
Sphingobacteriales; Cyclobacteriaceae; Belliella. 
104 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
1934336 1935749 Campylobacter hominis Bacteria; 
psilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
100 gi|219857594|ref|NR_025182.1| Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Tindallia 
3 Tindallia 
indallia. 
Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Clostridium 

8 Clostridium 
stridium. 
Desulfurella 
urella multipotens 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
290086 Bacteria_16S 3081437 3081396 1 42 gi|219846868|ref|NR_026460.1| Desulfurella 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
290086 Bacteria_16S 3083013 3082972 1 42 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 

290086 Bacteria_16S 3102425 3102328 1 97 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

290086 Bacteria_16S 3524807 3524709 3 99 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

290086 Bacteria_16S 3530879 3530786 1 93 gi|219846556|ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

290086 Bacteria_16S 3588934 3588893 1 42 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
290086 Bacteria_16S 3751786 3751685 1 100 gi|219846398|ref|NR_025989.1| Mycoplasma 
ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 3750418 3751892 Mycoplasma 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 3754826 3754725 1 100 gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi 
strain M165/69 16S ribosomal RNA, partial sequence 3753459 3754932 Mycoplasma bovoculi Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 4007897 4007800 4 99 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

290086 Bacteria_16S 4097199 4097102 4 99 gi|219846155|ref|NR_025745.1| Algoriphagus 


ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 


ornithinivorans Bacteria; 


Algoriphagus. 


Bacteroidetes; 


Sphingobacteria; 


4095844 409726 


8 Algoriphagus 


Sphingobacteriales; Cyclobacteriaceae; 


290086 Bacteria_ 


halophilus strain 
halophilus Bacter 


290086 Bacteria_ 


mannitolivorans s 
mannitolivorans B 


Algoriphagus. 
290086 Bacteria_ 


strain PS-1 16S r 
Tenericutes; Moll 
290086 Bacteria_16S 
strain 23-6 16S r 
Tenericutes; Moll 
290086 Bacteria_16S 
strain CC-1 16S r 
Ther 


Thermotogae; 


290086 Bacteria_16S 


strain Met-12 16S 
Thermotogae; 
Thermotogae; 
paurometabolica s 


Pseudonocardineae 


290086 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


290086 Bacteria_16S 


strain SJ95 16S r 


Thermotogae; Ther 


290086 Bacteria_16S 


papyrosolvens DSM 


2782 Bacteria; Fi 


16S 4098685 4098588 4 99 gi|219846154|ref|NR_025744.1| Algoriphagus 

JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 

ia; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
16S 4100141 4100044 4 99 gi|219846153|ref|NR_025743.1| Algoriphagus 
train JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 

acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
16S 4107699 4107602 4 100 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
ibosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

4152197 4152104 9 100 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
ibosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

331376 331336 3 43 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
ibosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
motogales; Thermotogaceae; Geotoga. 

452049 452009 3 43 gi| 265678753 |ref|NR_029058.1| Petrotoga mexicana 

ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
motogales; Thermotogaceae; Petrotoga. 

615051 615011 3 43 gi|265678642|ref|NR_028947.1| Petrotoga olearia 
ibosomal RNA, partial sequence 613678 615152 Petrotoga olearia Bacteria; 
motogales; Thermotogaceae; Petrotoga. 

740906 740866 3 43 gi|265678554|ref|NR_028858.1| Saccharomonospora 
train YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 

Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
; Pseudonocardiaceae; Saccharomonospora. 

1333007 1332915 3 93 gi|228721494|ref|NR_027617.1| Thermosipho 
ain BI429 16S ribosomal RNA, partial sequence 1331586 1333097 Thermosipho 
29 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

1336042 1336002 3 43 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 
ibosomal RNA, partial sequence 1334683 1336155 Petrotoga mobilis SJ95 Bacteria; 
motogales; Thermotogaceae; Petrotoga. 

1577935 1577895 1 41 gi|219846510|ref|NR_026102.1| Clostridium 

2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
rmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1813940 1813900 3 43 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 


290086 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


290086 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


290086 Bacteria_16S 


straminisolvens s 
straminisolvens B 


290086 Bacteria_16S 


stercorarium subs 


Ther 
290086 Bacteria_16S 
strain SL24 16S r 
Ther 
290086 Bacteria_16S 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
2109643 2109603 1 41 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2683178 2683138 1 41 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 

3582707 3582667 1 41 gi 
thermolacticum strain TX41 16S ribo 


2 


p- 


1812567 18140 


2108290 21097 
cl 
219857201 
se 
ri 
219846521 
so 


19873437|ref|NR_026099.2 


ostridium. 
ref |NR_024829.1 

2681812 268325 
Clostridiaceae; 
ref|NR_026113.1 
partial sequenc 


quence 
diales; 


mal RNA, 


48 Petrotoga sibirica Bacteria; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Clostridium 
8 Clostridium 
Clostridium. 
Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; C 


290086 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


290086 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


290086 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


290086 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


strain NRRL B-161 
Bacteria; Actinob 


290086 Bacteria_16S 


strain CA15-8 16S 


microbia; Verrucomicrobiae; Verrucomic 
290086 Bacteria_16S 


cteria; 
290086 Bacteria_16S 


lostridium. 

3584247 3584159 6 93 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3595075 3595035 1 41 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3710294 3710194 2 100 gi 
FCl 16S ribosomal RNA, partial sequenc 


£1 


1 


e 
ro 
3851571 38515311 41 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


ti 
di 


3853083 3853043 1 41 gi 
rain CD2 16S ribosomal RNA, partial se 
Firmicutes; Clostridia; Clostr 
4033783 4033683 3 101 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4200926 4200886 4 44 gi 
ribosomal RNA, partial sequence 


qu 
id 


al 


oc 


156129 156046 1 83 gi 


Firmicutes; Clostridia; Clostrid 


219846520 
eq 


219846512 
di 
219846430 


219846328 


219846327 


219846201 


219846075 
4199561 42010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
290086 Bacteria_16S 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 
formicaceticum Bacteria; 


265678959 


ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_025918.1 
nce 385021 
ridi Rumino 


uence 
diales; 


sequence 
ales; Cl 


37089 
biales; 


al seque 
a; Clost ales; 
ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref|NR_025791.1 
01 4033899 Glycom 
omycineae; Glyco 
ref|NR_025665.1 
31 Arthrobacter 
; Micrococcaceae 


ence 
iales; R 
40324 


es; Glyc 


occineae 


Clostridium 

5 Clostridium 
Clostridium. 
Clostridium 

3 Clostridium 
ostridium. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Bacteroides 

8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 

5 Acetivibrio 
Acetivibrio. 

Glycomyces arizonensis 
yces arizonensis 
mycetaceae; Glycomyces. 
Arthrobacter koreensis 


koreensis Bacteria; 


, 


Arthrobacter. 


ref |NR_029267.1 
154728 156242 


iales; Clostridiaceae; C 


Clostridium 
Clostridium 
lostridium. 


290086 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


290086 Bacteria_16S 


strain Illinois 1 


290086 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


290086 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


290086 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


290086 Bacteria_16S 


Fusobacteria; Fus 


290086 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


290086 Bacteria_16S 


strain LA1 16S ri 


Bacteroidetes; Fl 


290086 Bacteria_16S 


ruestringensis st 
ruestringensis Ba 


290086 Bacteria_16S 


strain N-1 16S ri 


Proteobacteria; B 


290086 Bacteria_16S 


strain IC166 16S 


Bacteroidetes; Fl 


290086 Bacteria_16S 


vladivostokensis 
vladivostokensis 
Vitellibacter. 


290086 Bacteria_16S 


strain TO-931 16S 


Firmicutes; Clost 


290086 Bacteria_16S 


acidifaciens stra 


Bacteria; Bactero 


183483 183428 1 56 gi| 265678941 |ref|NR_029249.1 
bosomal RNA, partial sequence 182124 18361 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

307004 306909 4 98 gi| 265678856 |ref|NR_029162.1 
6S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsi 

325275 325236 4 43 gi| 265678844 |ref|NR_029149.1 
-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevot 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

326804 326765 4 43 gi| 265678843 |ref|NR_029148.1 

16S ribosomal RNA, partial sequence 325398 326875 Prevot 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

328329 328290 4 43 gi| 265678842 |ref|NR_029147.1 
S ribosomal RNA, partial sequence 326926 32843 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

634772 634673 1 98 gi|265678628|ref|NR_028933.1 

strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium 
obacteriales; Fusobacteriaceae; Fusobacterium. 

730197 730158 4 43 gi|265678562|ref|NR_028866.1 
bosomal RNA, partial sequence 728785 73027 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

745356 745317 4 43 gi|265678550|ref|NR_028854.1 
bosomal RNA, partial sequence 744001 745418 Psychroflexus 
avobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

865088 865049 4 43 gi| 265678469 |ref|NR_028772.1 
rain Bl 16S ribosomal RNA, partial sequence 863710 865135 
cteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobac 

874164 874089 26 100 gi| 265678463 |ref|NR_028766.1 
bosomal RNA, partial sequence 872811 87416 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidu 

1029005 1028966 4 43 gi|265678359|ref|NR_028661.1 
ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

1073037 1072998 4 43 gi|265678329|ref|NR_028631.1 
strain KMM 3516 16S ribosomal RNA, partial sequence 107168 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavob 

1101468 1101413 1 56 gi|265678309|ref|NR_028611.1 

ribosomal RNA, partial sequence 1100149 11015 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

1106060 1106021 4 43 gi|265678305|ref|NR_028607.1 
in A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacter 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

1125877 1125838 4 43 gi|224581403|ref|NR_027184.1 


290086 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


290086 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


290086 Bacteria_16S 


NS12 16S ribosoma 
Sphingobacteria; 


290086 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


290086 Bacteria_16S 


strain E58 16S ri 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


290086 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


290086 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


290086 Bacteria_16S 


strain M384 16S r 
Bacteroidetes; Ba 


6S ribo 
avobacteria; Flavobacteriales; 
1177296 1177241 1 56 
osomal RNA, partial sequence 

tes; Clostridia; Clostridiales; 
1249842 1249747 4 97 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
1358834 1358735 1 98 gi 


Cryomor 
gi 


Clostr 
gi 


rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1367791 1367752 2 41 gi 


bosomal RNA, complete sequence 
1541910 1541812 3 99 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1545027 1544988 4 43 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1716747 1716708 4 43 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
2047023 2046984 4 43 


gi 


Sph 


somal RNA, partial sequence 1124514 11259 


phaceae 
228718 


7 C 
376 


1175949 11773 


idiaceae; 
219857416 


1248510 1249867 Runel 


Runella. 

228720055 
tial seque 
acteriales 
228718799 


1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
290086 Bacteria_16S 


219857375 
ial sequen 
Actinomyc 


219857262 


1543657 15451 


cteriaceae 
219878397 


1715372 17168 


ingobacter 
219878161 


gi 
ibosomal RNA, partial sequence 


cteroidia; Bacteroidales; Prevotellace 


ae; Prevot 


ryomorpha. 
ref|NR_027573.1 


tridium. 
NR_025004.1 
eae Bacteri 


Clos 
ref 
la z 


ref 
nce 


NR_027588.1 

135754 
; Fusobacteriace 
ref|NR_027576.1 
26 Chlamydophila 


ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


ref|NR_024893.1 


; Ar 
ref 


enibacter. 
NR_025536.1 


iace 
ref 


ae; Pedobact 


a: 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Neorickettsia risticii 
risticii Bacteria; 
a. 

Prevotella disiens 
ella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Psychroflexus tropicus 
tropicus Bacteria; 


Muricauda 

Muricauda 
teriaceae; Muricauda. 

Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


s. 
Cellulophaga algicola 


algicola Bacteria; 


Vitellibacter 
71073086 Vitellibacter 
acteriaceae; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Bacteroides 
oides acidifaciens 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Runella zeae strain 
; Bacteroidetes; 
Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 

Chlamydophila pecorum 
pecorum E58 Bacteria; 


Actinokineospora 
4 Actinokineospora 


cardineae; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Prevotella albensis 


NR_025300.1 


ella. 


2045623 2047117 Prevotella albensis Bacteria; 


290086 Bacteria_16S 2073107 2073068 4 43 gi 
strain ATCC 51261 16S ribosomal RNA, partial sequence 


2 


19878142 
20717 


ref |NR_025281.1 
29 2073175 Prevot 


Prevotella enoeca 
ella enoeca Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

290086 Bacteria_16S 2097519 2097480 4 43 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

290086 Bacteria_16S 2183851 2183748 3 104 gi|219857611|ref|NR_025200.1| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

290086 Bacteria_16S 2393275 2393236 4 43 gi|219857465|ref|NR_025053.1] Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
290086 Bacteria_16S 2684664 2684625 4 43 gi|219857200|ref|NR_024828.1| Zobellia russellii 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

290086 Bacteria_16S 2686106 2686067 4 43 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

290086 Bacteria_16S 2687575 2687536 4 43 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

290086 Bacteria_16S 2692062 2692023 4 43 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Salegentibacter. 

290086 Bacteria_16S 2694956 2694885 30 100 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

290086 Bacteria_16S 2701006 2700967 4 43 gi|219857188|ref|NR_024816.1| Prevotella salivae 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

290086 Bacteria_16S 2702546 2702507 4 43 gi|219857187|ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

290086 Bacteria_16S 2711505 2711466 4 43 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

290086 Bacteria_16S 2728217 2728134 3 84 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

290086 Bacteria_16S 2738716 2738677 4 43 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
290086 Bacteria_16S 2847051 2846996 1 56 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

290086 Bacteria_16S 3088979 3088896 1 83 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 

290086 Bacteria_16S 3145992 3145953 4 43 gi|219846825|ref|NR_026417.1| Prevotella pallens 


strain 10371 16S ribosomal RNA, partial sequence 


Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
290086 Bacteria_16S 3220528 3220449 4 81 gi|219846774|ref|NR_026366.1 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprot 


Bacteria; Firmicutes; 
290086 Bacteria_16S 


Clostridia; Thermoanaerobacterale 
3393566 3393527 4 43 gi 
strain ATCC 43185 16S ribosomal RNA, partial sequence 

Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidace 
290086 Bacteria_16S 3479415 3479312 3 104 gi 
strain 6843 DSM 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
290086 Bacteria_16S 3500546 3500447 1 98 gi 


Ss; 


ae 


no 


3144616 31460 


219846650 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 


219846576 


Thermodesulfobiaceae; C 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 


ref|NR_026182.1 


33921 
Bacter 


, 


; Actinomycetace 
ref |NR_026168.1 


mycineae 


strain NCFB 3026 
Fusobacteria; Fusobacteriales; 
290086 Bacteria_16S 
DSM 316 16S ribos 


Cetoba 
gi 


Fusobacteriaceae; ct 


3532411 3532357 1 55 


16S ribosomal RNA, partial sequence 3499171 35006 


219846555 


73 Cetobacterium 
erium. 


ref |NR_026147.1 


69 Prevotella pallens Bacteria; 


Coprothermobacter 


hermobacter platensis 
oprothermobacter. 


Bacteroides caccae 


oides caccae Bacteria; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Cetobacterium ceti 
ceti Bacteria; 


Sarcina maxima strain 


omal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 
290086 Bacteria_16S 3602830 3602731 3 100 gi| 219846505 |ref|NR_026097.1| Actinomyces 


hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial 


sequence 3601450 360294 


5 Actinomyces 


hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 


290086 Bacteria_16S 
sputigena strain ATCC 33612 16S ribosomal RNA, partial 
sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobact 


Capnocytophaga. 


290086 Bacteria_16S 
SM 5424 16S ribosomal RNA, partial seq 


salegens strain D 
salegens Bacteria 


, 


290086 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; Ba 


290086 Bacteria_16S 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


3605867 3605828 4 43 gi 
se 


er 
3815246 3815207 4 43 gi 
ue 
Flavobac 


gi 


Bacteroidetes; Flavobacteria; 
3866775 3866736 4 43 
Bacteroidales; Porphyromonada 
3896148 3896109 2 41 gi 
ribosomal RNA, complete sequence 


219846503 


quenc 
ia; 


219846353 


nce 


ceae; 


219846298 
3894733 38962 


Flav 


teriales 
219846318 
6S ribosomal RNA, partial sequence 3865370 38668 
cteroidia; 


NR_026095.1 
7 
1 


e 
teriales; 


NR_025944.1 
3813879 381534 
avobacteriac 
NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025888.1 


Po 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Porphyromonas macacae 
macacae Bacteria; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


290086 Bacteria_16S 3987090 3987051 4 43 gi|219846234|ref|NR_025824.1| Gramella echinicola 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 3987155 Gramella echinicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 

290086 Bacteria_16S 3993032 3992993 4 43 gi|219846230|ref|NR_025820.1| Salegentibacter 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 3991660 3993097 Salegentibacter 
mishustinae Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
290086 Bacteria_16S 4088310 4088271 4 43 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 


strain KMM 3951 1 
Bacteroidetes; Fl 


strain KMM 3949 1 
Bacteroidetes; Fl 


strain KMM 3947 1 
Bacteroidetes; Fl 


sedimenticola str 
sedimenticola Bac 


strain KMM 3941 1 
Bacteroidetes; Fl 


290086 Bacteria_16S 


strain SW49 16S r 
Bacteroidetes; Fl 


thermophilum stra 
thermophilum Bact 


formicigenes stra 
formicigenes Bact 


strain DV1140 16S 
Thermotogae; Ther 


azorensis strain 
Bacteria; Firmicu 


strain 6111 16S r 
Proteobacteria; G 


strain BARC318 16 
Tenericutes; Moll 


ATCC BAA-548 16S 
Bacteria; Lentisp 


r 


HTCC2155 strain H 
HTCC2155 Bacteria 


v 


290086 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


transvaalensis st 
transvaalensis Ba 


strain IHB1 16S r 
Thermotogae; Ther 


oligophenolica 16S 


ibosomal RNA, partial sequence 
avobacteria; 
290086 Bacteria_16S 
in H-6-12 16S ribosomal RNA, 
eria; Dictyoglomi; Dictyoglomales; Dic 
290086 Bacteria_16S 
in DV1184 16S ribosomal RNA, partial s 
eria; 
290086 Bacteria_16S 


ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
290086 Bacteria_16S 


icutes; 
290086 Bacteria_16S 


haerae; Victivallales; Victivallaceae; 
290086 Bacteria_16S 
TCC2155 16S ribosomal RNA, partial seq 


motogales; Thermotogaceae; Thermosipho 
290086 Bacteria_16S 
rain SAGM1 16S ribosomal RNA, partial 
cteria; 
290086 Bacteria_16S 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
290086 Bacteria_16S 


Flavobact 


gi 


Flavobacteriales; 
4089801 4089762 4 43 


Flavobact 


gi 


Flavobacteriales; 
4091290 4091251 4 43 
Flavobact 
gi 


Flavobacteriales; 
4092786 4092747 4 43 
1 
Bacteroidetes; la 


4094267 4094228 4 


Flavobacteria; F 
43 gi 
ct 


Flavobacteriales; Flavoba 


6S ribosomal RNA, partial sequence 4086933 40 
avobacteria; 
290086 Bacteria_16S 


eriac 


219846160 
6S ribosomal RNA, partial sequence 4088431 40 
avobacteria; 
290086 Bacteria_16S 


eriac 


219846159 
6S ribosomal RNA, partial sequence 4089922 40 
avobacteria; 
290086 Bacteria_16S 
ain KMM 3903 16S ribosomal RNA, partia 
teria; 
290086 Bacteria_16S 


eriac 


219846158 


seque 
vobac 


219846157 
6S ribosomal RNA, partial sequence 4092900 40943 
avobacteria; 


eriac 


4229747 4229708 4 43 gi 
Flavobacteriales; Flavoba 
205084 205042 1 43 gi 
complete 
418168 418114 1 55 gi 
eq 
Clostridia 
gi 


Firmicutes; Clostridia; 
505757 505675 3 83 
ribosomal RNA, partial sequence 


654507 654453 1 55 gi 
Clostr 


gi 


Clostridia; Clostridiales; 
699934 699864 31 100 


983012 982914 1 97 gi 
Entomoplasmatales; 
1181826 1181788 2 40 


ibosomal RNA, partial sequence 


gi 


1372409 1372371 2 40 gi 
Lentisphaerae; Lentisphaerales; Lent 
1917331 1917249 3 83 gi 
16S ribosomal RNA, partial sequence 


2795564 2795510 1 55 gi 
se 
Clostrid 


gi 


Firmicutes; Clostridia; 
2828765 2828683 3 83 


2885882 2885804 21 98 
ribosomal RNA, partial sequence 


gi 


219846049 
4228378 42297 
cteriaceae 
265678927 
sequence 

tyoglomace 
265678776 


uence 
les; 


265678715 
504361 50587 
motogales; Thermotogaceae; Thermosipho 
290086 Bacteria_16S 
MV1087 16S ribosomal RNA, partial sequ 
tes; 
290086 Bacteria_16S 


265678614 
ence 65316 
idiaceae; 

265678583 
698584 69993 
matiaceae; 
265678389 
S ribosomal RNA, complete sequence 981620 98314 
Entomoplasmataceae; 
228717635 
1180467 11819 
Victivall 
228718145 
uence 
isphaerace 
219878250 


19 


219857120 
quence 
iales; 
219856905 
2827347 28288 


219856866 
2884576 2885881 Sphingomonas oligophenolica Bacteria; 


883 
eae 


7 Ma 
ref 


ribacter. 
NR_025750.1 
898 
eae 


7 Ma 
ref 


ribacter. 
NR_025749.1 
913 
eae 


; Maribacter. 
ref|NR_025748.1 

4091411 409284 
iales; Flavobact 
ref|NR_025747.1 


nce 
ter 


¢ Ar 
ref 


enibacter. 
NR_025639.1 


eae 


; Aequorivita. 
ref |NR_029235.1 
203662 205201 
ae; Dictyoglomus 
ref|NR_029081.1 
416856 418235 
tostreptococcace 
ref |NR_029020.1 


Pep 


ref|NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref|NR_028888.1 


Thiocystis. 
ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_027565.1 


E 


is. 
ref|NR_027571.1 

1371035 137251 
ae; Lentisphaer 
ref|NR_025389.1 
15911 1917433 Thermo 
ref |NR_024748.1 

2794179 279557 
lostridiaceae; A 
ref |NR_024726.1 


Cc 


o@ 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Dictyoglomus 
Dictyoglomus 
Tepidibacter 
Tepidibacter 
ae; Tepidibacter. 
Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
bans 

Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Entomoplasma freundtii 


freundtii Bacteria; 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


Thermosipho geolei 
sipho geolei Bacteria; 


Alkaliphilus 

1 Alkaliphilus 
lkaliphilus. 
Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


ref |NR_024685.1 


Sphingomonas 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 


290086 Bacteria_16S 
ccc Baja-95 Cl.2 16S ribosomal RNA, partial sequenc 
ia; Cyanobacteria; Oscillatoriales; 
290086 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


strain M663-98-1 
Firmicutes; Bacil 


290086 Bacteria_16S 


strain DSM 10020 
Firmicutes; 


strain NCTC 10951 


congolense strain 


congolense Bacteria; 
290086 Bacteria_16S 
bosomal RNA, partial sequence 
Entomoplasmatales; 


strain M55 16S ri 
Tenericutes; Moll 


290086 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 


Clostridia; 
290086 Bacteria_16S 


3008834 3008792 1 


3067948 3067874 27 


3232547 3232449 1 

Clostridiales; 
3413382 3413284 3 
3677148 3677050 1 


Firmicutes; 
4149084 4148986 1 


icutes; 
995557 995464 1 


Bacteria; Firmicutes; 


Sedis; Acidaminobacter. 


290086 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


290086 Bacteria_16S 
CCUG 39779 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Actinomycet 


capitovis strain 
capitovis Bacteri 


1565786 1565686 1 


19756 Bacteria; 
1856600 1856519 25 


Corynebacteriaceae; Corynebacterium. 


290086 Bacteria_16S 


2564080 2563979 1 


Fusobacteria; 


16S ribosomal RNA, partial sequence 3066573 30679 
lales; Bacillales Family XI. 


43 gi|219846918|ref|NR_026510.1| Halospirulina 
e 3007504 3008891 Halospirulina 
Halospirulina. 
100 gi|219846877|ref|NR_026469.1| Gemella palaticanis 
47 Gemella palaticanis Bacteria; 
Incertae Sedis; Gemella. 
98 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 


99 


97 gi| 219846453 
sequence 

Halanaerobiales; Hal 

97 gi|219846115 


93 


Clostridia; 


100 


104 


100 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fami 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
290086 Bacteria_16S 
SEBR 4224 16S ribosomal RNA, partial 
Clostridia; 


4147699 41492 
Spiroplasmataceae; 


gi 


strain glu 65 16S ribosomal RNA, partial sequenc 
Clostridiales; 


gi 


in LB57 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


gi 


gi 


mesocricetorum strain MU97-1514 16S ribosomal RNA, part 


mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 


290086 Bacteria_16S 


Bacteria; 


koleovorans strain TB 16S ribosomal RNA, partial sequence 27883 
Bacillales; Paenibacillaceae; Paenibacillus. 
3573726 3573687 4 43 gi| 219846527 


Bacteroidetes; 


strain LRB 8581 1 
Proteobacteria; E 


290086 Bacteria_16S 


Firmicutes; 
290086 Bacteria_16S 

strain B422 16S ribosomal RNA, partial sequence 
Bacteroidia; 
290086 Bacteria_16S 


2789724 2789651 25 97 gi 


Bacteroidales; 


3698235 3698134 1 100 gi 
psilonproteobacteria; Campylobacterale 
3707257 3707157 2 100 gi 


debontii strain FC3 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 


290086 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


290086 Bacteria_16S 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 
thalassicus Bacteria; 
290086 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; 


phaeovibrioides s 


phaeovibrioides Bacteria; 


Chlorobium. 


290086 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; 


strain ED 11/3LLK 
Aquificae; Aquifi 


290086 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


290086 Bacteria_16S 


Sphingobacteria; 
290086 Bacteria_16S 


Bacteroidia; 
290086 Bacteria_16S 
ammonificans stra 


3819851 3819750 1 100 
bosomal RNA, partial sequence 

psilonproteobacteria; Campylobacterale 
4184349 4184252 1 97 gi 


gi 


Firmicutes; Clostridia; 
4237320 4237223 4 99 
ribosomal RNA, partial sequence 


gi 


Sphingobacteriales; Cyc 
75602 75514 17 103 gi 
train 2631 16S ribosomal RNA, partial 
Chlorobi; Chlorobia; 


130240 130201 4 43 
ribosomal RNA, partial sequence 
Bacteroidales; 
408839 408799 1 


gi 


41 gi 


604349 604309 1 41 gi 
16S ribosomal RNA, partial sequence 

cales; Desulfurobacteriaceae; Thermovi 
1050522 1050482 1 41 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1472362 1472294 33 100 gi 


3572354 35738 
Prevotellaceae; 


6S ribosomal RNA, partial sequence 3696887 36983 


3818485 38199 


Clostridiales; 


4235935 42373 


Chlorobiales; 


128870 13034 
Prevotellaceae; 


in HB-1 16S ribosomal RNA, partial sequence 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriac 
290086 Bacteria_16S 


ly XI. I 
219846636 
34120 


Sp 
265678381 


219846059 


1% 
219878297 
sequence 


219857335 
ial sequen 
Cc 


219857124 


Prevot 
219846438 


s; Helicob 
219846432 
37058 
robiales; 

219846350 


s; Helicob 
219846088 


Pept 
219846044 


lobacteria 
265679014 

sequence 

Chlo 


265678976 


Prevot 
265678783 


265678649 
60290 
brio. 
265678345 
quence 
urobacteri 


56 Peptoniphilus 
ncertae Sedis; 
ref |NR_026228.1 


ref|NR_026044.1 

3675717 367724 
anaerobiaceae; 
ref|NR_025705.1 


1564412 156589 
usobacteriaceae; 
ref |NR_025436.1 

1855266 185659 
ales; 


ref|NR_024923.1 


harei Bacteria; 


Peptoniphilus. 


Actinomyces viscosus 


06 3413422 Actinomyces viscosus Bacteria; 
; Actinomycetaceae; Actinomyces. 


Halanaerobium 
4 Halanaerobium 


Halanaerobium. 


Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


iroplasma. 

ref|NR_028683.1| Acidaminobacter 

e 994185 995652 Acidaminobacter 
Clostridiales Family XII. Incertae 
ref|NR_025649.1| Leptotrichia 


6 Leptotrichia 
Leptotrichia. 
Corynebacterium 

9 Corynebacterium 


Corynebacterineae; 


Helicobacter 


ce 2562731 2564150 Helicobacter 


08 Helicobacter 
acteraceae; Heli 
ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref |NR_025634.1 


rs 


robiaceae; Chlor 


224581405 


piechaudii strain EY3860 16S ribosomal RNA, partial sequence 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


1471041 147236 


ampylobacterales; Helicobacteraceae; 
ref|NR_024752.1| Paenibacillus 

65 2789727 Paenibacillus koleovorans 
ref|NR_026119.1| Prevotella intermedia 
12 Prevotella intermedia Bacteria; 

ella. 

ref|NR_026029.1| Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Tepidibacter 

8 Tepidibacter 

e; Tepidibacter. 

Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


ceae; Aquiflexum. 
ref |NR_029322.1| Chlorobium 
74295 75601 Chlorobium 


obium/Pelodictyon group; 


ref|NR_029284.1| Prevotella dentalis 
1 Prevotella dentalis Bacteria; 
ella. 
ref|NR_029088.1| Thermovibrio 

407444 408915 Thermovibrio 
eae; Thermovibrio. 
ref|NR_028954.1| Thermovibrio ruber 
5 604369 Thermovibrio ruber Bacteria; 
ref|NR_028647.1| Balnearium 

1049100 1050580 Balnearium 
aceae; Balnearium. 
ref|NR_027186.1] Achromobacter 


1 Achromobacter 


290086 Bacteria_16S 1852131 1852071 39 98 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 

strain SE3104 16S ribosomal RNA, partial sequence 1850849 1852130 Roseospira navarrensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

290086 Bacteria_16S 2088442 2088402 1 41 gi|219878131|ref|NR_025270.1| Desulfurobacterium 

thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 

thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 

290086 Bacteria_16S 2326648 2326608 1 41 gi|219857512|ref|NR_025100.1]| Clostridium 

stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 

Clostridiaceae; Clostridium. 

290086 Bacteria_16S 2473772 2473712 45 104 gi|219857401|ref|NR_024989.1| Smithella propionica 

strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 

Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

290086 Bacteria_16S 2559487 2559432 1 56 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 

strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

290086 Bacteria_16S 3249331 3249287 11 55 gi|219846755|ref|NR_026347.1| Clostridium isatidis 

strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

290086 Bacteria_16S 3499070 3499030 3 43 gi|219846577|ref|NR_026169.1| Actinomyces radingae 

strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

290086 Bacteria_16S 3705739 3705639 2 100 gi|219846433|ref|NR_026024.1| Prosthecobacter 

fusiformis strain FC4 16S ribosomal RNA, partial sequence 3704351 3705819 Prosthecobacter fusiformis 

Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 

290086 Bacteria_16S 149886 149787 1 98 gi|265678963|ref|NR_029271.1| Clostridium rectum 

strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 

Fusobacteria. 

290086 Bacteria_16S 245111 245024 11 97 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 

strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

290086 Bacteria_16S 536162 536123 4 43 gi|265678695|ref|NR_029000.1| Arcicella aquatica 

strain NO-502 16S ribosomal RNA, partial sequence 534808 536267 Arcicella aquatica Bacteria; 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

290086 Bacteria_16S 671121 671082 4 43 gi|265678602|ref|NR_028907.1| Marinitoga camini 

strain MV1075 16S ribosomal RNA, partial sequence 669757 671225 Marinitoga camini Bacteria; 

Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 

290086 Bacteria_16S 674220 674121 3 100 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 


strain M343/98/2 


290086 Bacteria_ 
strain DSM 2588 1 


Bacteroidetes; 


selenitireducens 
selenitireducens 


Sp 
290086 Bacteria_ 


16S ribosomal RNA, partial sequence 672829 67426 


5 Actinomyces coleocanis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
16S 941560 941465 4 97 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
6S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
hingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 
16S 960231 960188 1 43 gi| 265678405 |ref|NR_028707.1| Bacillus 
strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
16S 1394947 1394868 4 81 gi|228715897|ref|NR_027542.1| Thermotoga lettingae 


290086 Bacteria_ 
strain TMO 16S ri 


Thermotogae; 


290086 Bacteria_ 
pneumoniae strain 
pneumoniae Bacter 
290086 Bacteria_ 
strain CCUG 32789 
Bacteria; Actinob 


Actinomyces. 


290086 Bacteria_ 
acanthamoebae str 
acanthamoebae Bac 
290086 Bacteria_ 


strain EX-H1 16S 


Aquificae; Aquifi 
290086 Bacteria_ 
azorense Az-Ful s 
azorense Az-Ful B 
290086 Bacteria_16S 
HTCC2155 strain H 
HTCC2155 Bacteria 
290086 Bacteria_16S 
strain LB37 16S ribosomal RNA, partial sequence 


Thermotogales; 


bosomal RNA, partial sequence 
Thermotogaceae; 
2982928 2982889 2 


Thermotoga. 


168 41 gi 


16S 3225074 3224975 3 100 gi 


A 16S ribosomal RNA, partial sequence 


16S 3234113 3234074 2 
ain Bn9 16S ribosomal RNA, 


41 gi 


16S 1192319 1192281 3 41 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; 
16S 1242328 1242290 3 


gi 


41 gi 


1372347 1372305 62 104 gi 


v 


1567312 1567222 9 97 gi 


1393543 13950 


TW-183 16S ribosomal RNA, partial sequence 
ia; Chlamydiae; Chlamydiales; Chlamydi 


acteria; Actinobacteridae; Actinomycet 
complete se 


teria; Chlamydiae; Chlamydiales; Parac 


1190944 11924 
Persephone 


train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 


TCC2155 16S ribosomal RNA, partial sequence 
Lentisphaerae; Lentisphaerales; Lent 


219846935 


aceae; Chl 
219846771 
32236 
ales; Acti 
219846765 
quence 
hlamydiace 
228715750 


Llas 
219878120 
1 sequence 


228718145 


isphaerace 
219846058 


nomycineae; Act 


ae; 


genothermaceae 


ae; 


55 Thermotoga lettingae TMO Bacteria; 


ref|NR_026527.1 
2981577 298305 
amydophila. 
ref |NR_026363.1| Actinomyces europaeus 
89 3225098 Actinomyces europaeus 
inomycetaceae; 


Chlamydophila 
5 Chlamydophila 


ref|NR_026357.1 

3232707 323424 
Parachlamydi 
ref|NR_027538.1 
06 Persephonella 


Parachlamydia 
7 Parachlamydia 
a. 
Persephonella marina 
marina EX-H1l Bacteria; 


ref|NR_025259.1| Sulfurihydrogenibium 
1240965 1242411 Sulfurihydrogenibium 

; Sulfurihydrogenibium. 
ref|NR_027571.1| Lentisphaera araneosa 
1371035 1372512 Lentisphaera araneosa 
Lentisphaera. 


ref 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 


NR_025648.1| Leptotrichia shahii 


1565947 1567431 Leptotrichia shahii Bacteria; 


290086 Bacteria_16S 2105186 2105144 1 43 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

290086 Bacteria_16S 2232282 2232244 3 41 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

290086 Bacteria_16S 2768393 2768295 3 97 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

290086 Bacteria_16S 3212901 3212859 1 43 gi|219846780|ref|NR_026372.1| Helicobacter 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

290086 Bacteria_16S 3414843 3414745 3 99 gi|219846635|ref|NR_026227.1| Actinomyces israelii 
strain CIP 103259 16S ribosomal RNA, partial sequence 3413473 3414913 Actinomyces israelii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
290086 Bacteria_16S 3648066 3648024 1 43 gi|219846473|ref|NR_026065.1| Helicobacter salomonis 
strain Inkinen 16S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter salomonis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

290086 Bacteria_16S 3821386 3821344 1 43 gi|219846349|ref|NR_025940.1| Helicobacter 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

290086 Bacteria_16S 3827496 3827454 1 43 gi|219846345|ref|NR_025935.1| Helicobacter felis 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

290086 Bacteria_16S 3957670 3957632 3 41 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 

290086 Bacteria_16S 278187 278090 4 100 gi|265678875|ref|NR_029181.1| Mycoplasma feliminutum 
strain Ben 16S ribosomal RNA, partial sequence 276812 278270 Mycoplasma feliminutum Bacteria; 


Tenericutes; Moll 
290086 Bacteria_16S 


strain 01008 16S 


Tenericutes; Moll 
290086 Bacteria_16S 
strain 70-159 16S 
Tenericutes; Moll 
290086 Bacteria_16S 


strain WSU 86/104 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
290086 Bacteria_16S 


strain MUP 1182 1 


strain SMCC W459 
Firmicutes; 


Firmicutes; 


strain DZZM 328 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Corynebacterium. 
290086 Bacteria_16S 3757831 3757750 4 83 gi| 219846394 


Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycop 
290086 Bacteria_16S 
strain 4229 16S r 


Tenericutes; Moll 


290086 Bacteria_16S 
gerencseriae stra 


gerencseriae Bact 
Actinomycetaceae; 


290086 Bacteria_16S 
aerolata strain V 


Bacteria; Actinob 
Promicromonospora 


290086 Bacteria_16S 


Clost 
290086 Bacteria_16S 
strain GTC848 16S 
Lacto 
290086 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
287207 287126 4 83 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
302372 302291 4 83 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
974038 973937 5 104 gi 
4 16S ribosomal RNA, complete sequence 


2148971 2148930 3 
6S ribosomal RNA, 


43 gi 
ne 


2599456 2599380 25 100 gi 


ridia; Clostridiales; Peptococcaceae; 
2925470 2925405 33 97 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
3436753 3436672 25 


De 


Streptoc 
104 gi 


oc 


lasmataceae; Mycoplasma. 


265678869 
285875 28729 


265678859 
300996 30245 


265678395 


219857636 
complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Bacteria_16S 219857269 


16S ribosomal RNA, partial sequence 2598095 25994 


219846619 
6S ribosomal RNA, partial sequence 3435424 34367 


3756485 3757942 Mycop 


97261 


bacterin 


cus. 


3860612 3860531 4 83 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
136416 136376 3 43 gi 
in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1449819 1449721 4 99 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


1 


’ 


ce 
al 


1457284 1457220 37 100 gi 


219846322 
3859256 38606 


265678972 
Actinomy 


224581421 


224581416 


sequence 


14484 


es; Micr 


sulfotomacul 
219856840 
2924131 29254 


ref|NR_029175.1| Mycoplasma testudinis 
0 Mycoplasma testudinis Bacteria; 


ref|NR_029165.1| Mycoplasma pirum 
2 Mycoplasma pirum Bacteria; 


ref |NR_028697.1 
7 974173 Waddli 


Waddlia chondrophila 
a chondrophila Bacteria; 


ref|NR_025225.1 
14 Mycobacterium 


Mycobacterium parmense 
parmense Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 

um. 
ref|NR_024659.1 
69 Streptococcus 


Streptococcus peroris 
peroris Bacteria; 


ref|NR_026211.1| Corynebacterium auris 
52 Corynebacterium auris Bacteria; 
eae; Corynebacteriaceae; 


ref|NR_025985.1 
lasma alvi Bacte 


Mycoplasma alvi strain 
ria; Tenericutes; 


ref|NR_025912.1| Mycoplasma imitans 
94 Mycoplasma imitans Bacteria; 


ref |NR_029280.1| Actinomyces 

135066 136444 Actinomyces 
cetales; Actinomycineae; 
ref|NR_027202.1| Promicromonospora 
60 1449852 Promicromonospora aerolata 
ococcineae; Promicromonosporaceae; 
ref|NR_027197.1] Achromobacter 


ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


290086 Bacteria_16S 


761192 761153 59 


98 


strain V33 16S ribosomal RNA, partial sequence 


Proteobacteria; 
290086 Bacteria_16S 
serovar 3 str. 
serovar 3 str. 
290086 Bacteria_16S 
strain KA3 16S ri 
Thermotogae; 
290086 Bacteria_16S 


neutrophila Bacte 
Halorhodospira. 
290086 Bacteria_16S 
strain IL371 16S 
Tenericutes; Moll 
290086 Bacteria_16S 
terrae strain IFO 


ria; 


Actinokineospora. 
290086 Bacteria_16S 
strain DSM 5069 1 
Bacteria; Thermotogae; 
290086 Bacteria_16S 

strain ATCC 33530 
Bacteria; Teneric 
290086 Bacteria_16S 
strain D6-1 16S r 
Tenericutes; Moll 
290086 Bacteria_16S 


1122810 1122771 4 


1396507 1396468 4 


1787987 1787912 29 
Proteobacteria; 


2390210 2390171 4 


2760912 2760814 3 


2791162 2791083 4 


Thermotogales; 


3520224 3520185 4 


3701233 3701194 4 


3778979 3778900 4 


43 


43 


bosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 
102 
neutrophila strain SG 3301 16S ribosomal RNA, partial s 
Gammaproteobacter 


43 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


99 


81 


43 


43 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


81 


strain SL1 16S ribosomal RNA, partial sequence 


Thermotogae; 
290086 Bacteria_16S 
strain Y12-2 16S 
Bacteroidetes; Fl 
290086 Bacteria_16S 
strain Y10-2 16S 
Bacteroidetes; Fl 
290086 Bacteria_16S 
strain Kol5a 16S 
Aquificae; Aquifi 
290086 Bacteria_16S 
acidaminovorans s 
acidaminovorans B 
290086 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 
290086 Bacteria_16S 
ATCC BAA-548 16S 


290086 Bacteria_16S 
strain HI 11/12 1 
Bacteria; Aquific 
290086 Bacteria_16S 
afermentans subsp. 
Actinomycetales; 
290086 Bacteria_16S 
humiphilum strain 
humiphilum Bacter 
Intrasporangiaceae; 
290086 Bacteria_16S 
marinus strain sr 
Bacteria; Synergi 
290086 Bacteria_16S 
caldilitoris stra 


290086 Bacteria_16S 


narugense strain Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicutes; 


Thermotogales; 


avobacteria; 


avobacteria; 


acteria; 


ribosomal 
Bacteria; Lentisphaerae; 


6S ribosomal RNA, 
ae; Aquif 


afermen 


stetes; 


Clostridia; 


4226803 4226764 4 


4228275 4228236 4 


291837 291799 3 


484015 483977 62 


Synergistetes; 
1172672 1172634 62 


1181764 1181726 62 


1231704 1231666 3 


icales; 
1501085 1501043 62 


s subsp. 


1901089 1901047 62 


2352110 2352072 62 


Synergistia; 
2690572 2690534 3 


2740173 2740143 13 


Thermotogaceae; 


43 


ribosomal RNA, partial sequence 
Flavobacteriales; 


43 


ribosomal RNA, partial sequence 
Flavobacteriales; 


41 


ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 


100 


100 


Synergistetes; 


100 


RNA, partial sequence 
Victivallales; Victivallaceae; 


41 


104 


afermentans Bacteria; Actinobacteria; 
terineae; Corynebacteriaceae; 


104 


100 


41 


43 


gi 


759866 76120 
Betaproteobacteria; Neisseriales; Neiss 


gi 


Tenericutes; Mollic 


gi 


1395106 13965 


gi 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi 
36 


gi 
37 


Thermotoga. 


gi 
42 


gi 
42 


Flavoba 


gi 
29 


gi 


train sr15 16S ribosomal RNA, partial 
Synergistia; 


gi 


Synerg 


gi 
11 
gi 


gi 


tans strain CIP 103499 16S ribo 
Corynebacterium afermentan 
Corynebac 


gi 


DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Ornithinimicrobium. 


gi 


12 16S ribosomal RNA, partial sequence 
Synergistales; 


gi 


gi 


T 


s 


Syne 


265678539 


eriaceae; 
228715451 


ATCC 27815 16S ribosomal RNA, partial sequence 
ATCC 27815 Bacteria; 


utes; 
228715882 


219878344 
equence 
ia; 


219857467 


2388858 23902 


219857146 


15668 16S ribosomal RNA, partial sequence 27595 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219857123 


6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


hermotoga. 
219846563 
35188 


219846436 
99882 37013 


219846378 
77587 37790 


219846051 
25434 42268 


219846050 
26906 42283 


265678866 
0399 29196 


265678729 
sequence 
ynergistal 
228719312 


11002 16S ribosomal RNA, partial sequence 11713 
11002 Bacteria; 


istia; Syn 
228717635 
80467 11819 
Victivall 
219878275 


complete sequence 1230306 12317 
Aquificaceae; Thermoc 


rinis. 
219846622 
somal RN. 


Corynebac 
219878263 
sequence 
Actinomyce 


219857493 
23507 
rgistace 
219857196 


in IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificace 


ae; Hydr 
219857161 


Thermod 


Mycoplasmataceae; 


Chromatial 


Pseudonocardineae; 


cteriaceae 


ref |NR_028843.1 
seria. 

NR_027532.1 
121455 112289 


Neis 
ref 
i 


ref|NR_027541.1 


ref |NR_025483.1 
1786631 178798 
es; 


ref|NR_025055.1 


ref|NR_024774.1 


ref|NR_024751.1 


ref|NR_026155.1 
49 3520338 Mycopl 


ref |NR_026027.1 


ref|NR_025969.1 


ref|NR_025641.1 
Aequorivita. 
ref |NR_025640.1 


; Aequorivita. 
ref|NR_029172.1 


ref |NR_029034.1 

482698 484170 
es; Synergistace 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 
ref|NR_027565.1 
is. 
ref|NR_025414.1 
93 Thermocrinis 


ref 
A, c 


NR_026214.1 
omplete sequ 


terium. 
ref |NR_025402.1 

1899804 190110 
tales; Micrococc 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref |NR_024824.1 

2689164 269065 
ogenivirga. 
ref|NR_024789.1 


Ectothio 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Ureaplasma parvum 
3 Ureaplasma parvum 


Ureaplasma. 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Actinokineospora 


56 2761026 Actinokineospora terrae 
Actinosynnemataceae; 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Mycoplasma genitalium 
asma genitalium 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 
Flavobacteriaceae; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 
Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Thermocrinis albus 


albus DSM 14484 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 
Hydrogenivirga 

5 Hydrogenivirga 


Thermodesulfobium 


esulfobiaceae; T 


2738810 2740172 Thermodesulfobium narugense 


hermodesulfobium. 


290086 Bacteria_16S 2748854 2748812 62 104 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
290086 Bacteria_16S 2824222 2824184 3 41 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

290086 Bacteria_16S 2982866 2982828 62 100 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

290086 Bacteria_16S 2996617 2996579 3 41 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

290086 Bacteria_16S 3179507 3179465 62 104 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

290086 Bacteria_16S 3431101 3431059 62 104 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

290086 Bacteria_16S 3896086 3896048 62 100 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 


strain HAR-13 16S ribosomal RNA, complete sequence 3894733 38962 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
290086 Bacteria_16S 1007745 1007651 1 97 
strain 1480D 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
290086 Bacteria_16S 1505547 1505474 25 97 gi|219846440 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 

ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubac 
290086 Bacteria_16S 1075936 1075880 44 99 gi| 265678327 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 


80 Chlamydia trachomatis Bacteria; 


gi| 265678373 
1006359 10077 


ref|NR_028675.1| Bacillus mucilaginosus 
63 Bacillus mucilaginosus Bacteria; 


ref |NR_026031.1 
1504208 150555 
teriaceae; Eubac 
ref |NR_028629.1 
1074605 107593 


Eubacterium 
0 Eubacterium 
terium. 

Rhodococcus 
5 Rhodococcus 


saphenum 
saphenum 


tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

290086 Bacteria_16S 1251239 1251163 25 99 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 


Bacteria; Actinob 
Mycobacterium. 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


290086 Bacteria_16S 3605807 3605767 62 102 gi|219846503|ref|NR_026095.1] Capnocytophaga 
sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 3604483 3605971 Capnocytophaga 
sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Capnocytophaga. 

290086 Bacteria_16S 218998 218903 4 97 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

290086 Bacteria_16S 248098 248059 4 43 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 


strain SEBR 7054 
Thermotogae; 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogales; Thermotogaceae; Thermotoga. 


7 Thermotoga hypogea Bacteria; 


290086 Bacteria_16S 693931 693852 4 81 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
strain IS1B 16S ribosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 

290086 Bacteria_16S 2012287 2012248 4 43 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

290086 Bacteria_16S 2475164 2475125 4 43 gi|219857400|ref|NR_024988.1| Mycoplasma 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 2473825 2475268 Mycoplasma 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 2476659 2476620 4 43 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 
strain 4822 16S ribosomal RNA, partial sequence 2475319 2476773 Mycoplasma fastidiosum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

290086 Bacteria_16S 2496242 2496207 62 o7 gi|219857386|ref|NR_024974.1]| Streptococcus 


orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

290086 Bacteria_16S 3017919 3017864 43 97 gi|219846912|ref|NR_026504.1| Orenia salinaria 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

290086 Bacteria_16S 3364868 3364830 2 41 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 

290086 Bacteria_16S 3978387 3978320 32 98 gi|219846240|ref|NR_025830.1| Rhodospirillum 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 


3977072 3978386 Rhodospirillum 


centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Rhodospirillum. 
290086 Bacteria_16S 297921 297884 62 99 gi| 265678862 
strain F 628 16S ribosomal RNA, partial sequence 296587 29794 


ref|NR_029168.1 
9 Mycobacterium 


Mycobacterium terrae 
terrae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
290086 Bacteria_16S 1296322 1296280 62 104 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

290086 Bacteria_16S 1367729 1367691 62 100 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 


strain E58 16S ribosomal RNA, complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
290086 Bacteria_16S 3494578 3494540 62 100 gi 
municipale strain DSM 44069 16S ribosomal RNA, partial 
municipale Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Thermocrispum. 

290086 Bacteria_16S 2560940 2560903 67 104 
strain ILE-3 16S ribosomal RNA, partial sequence 
Synergistetes; Synergistia; Synergistales; Synergistace 
290086 Bacteria_16S 3433922 3433885 62 99 gi 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 


gi 


ae; 


Cory 


1366379 13679 


219846580 
sequence 
Actinomyce 


219857337 
2559665 25611 
Aminob 
219846621 
ence 34326 
ales; 


26 Chlamydophila pecorum E58 Bacteria; 


NR_026172.1 
3493260 349458 
tales; Pseudonoc 


Thermocrispum 
8 Thermocrispum 
ardineae; 


ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 

acterium. 
ref|NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


290086 Bacteria_16S 978481 978441 3 43 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

290086 Bacteria_16S 695428 695389 4 43 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

290086 Bacteria_16S 1050459 1050424 62 97 gi| 265678345 |ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

290086 Bacteria_16S 3364807 3364772 62 97 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 

290086 Bacteria_16S 671061 671023 62 100 gi|265678602|ref|NR_028907.1| Marinitoga camini 


strain MV1075 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 
290086 Bacteria_16S 1396447 1396409 62 100 gi 
strain KA3 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 
290086 Bacteria_16S 3234051 3234013 62 100 gi 
acanthamoebae strain Bn9 16S ribosomal RNA, complete se 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parac 
290086 Bacteria_16S 3451954 3451909 4 49 gi 
strain DSM 9442 1 
Thermotogae; Thermotogales; 
290086 Bacteria_16S 


Thermotogaceae; Thermotoga. 
1196902 1196866 62 98 gi 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequen 
12809 Bacteria; Deferribacteres; Deferribacterales; Def 
290086 Bacteria_16S 2792614 2792546 33 100 gi 
strain VPI-C6-61 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
290086 Bacteria_16S 3079798 3079762 62 98 gi 
multipotens strain RH-8 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 
290086 Bacteria_16S 3081374 3081338 62 98 gi 
propionica strain U-8 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 
290086 Bacteria_16S 3082950 3082914 62 98 gi 
kamchatkensis strain K-119 16S ribosomal RNA, partial s 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobact 
Desulfurella. 


ce 


c 


en 
el 


ce 
el 


eq 
er 


ia; 


290086 Bacteria_16S 3588871 3588835 62 98 gi 
acetivorans strain A63 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 
290086 Fungi_16S 1377 1279 3 99 gi 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 

Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
290086 Fungi_16S 2886 2788 3 99 gi 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 


ne 


e 


1195 


3080 


lales; 
219846867 
uence 


Des 


3587 


ellales; 
265678352 


1514 


3016 


669757 67122 


228715882 
1395106 13965 


219846765 
quence 

hlamydiace 
219846609 
6S ribosomal RNA, partial sequence 3450571 34520 


228715574 


5 


erribacter 
219857122 
16S ribosomal RNA, partial sequence 2791299 27926 
oprococc 
219846869 
ce 30784 
lales; 
219846868 


D 


0 
D 


u 


219846517 


5 
D 


nebacterin 


5 Marinitoga camini Bacteria; 


ref|NR_027541.1| Marinitoga piezophila 
48 Marinitoga piezophila KA3 Bacteria; 


ref |NR_026357.1 
3232707 323424 

ae; Parachlamydia. 

ref|NR_026201.1| Thermotoga elfii 

89 Thermotoga elfii Bacteria; 


Parachlamydia 
7 Parachlamydia 


ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovibrio. 
ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 
us. 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 
3081609 308313 
lfurellales; Des 


Denitrovibrio 
ovibrio acetiphilus DSM 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


ref|NR_026109.1 

07 3589069 Desulf 

esulfurellaceae; Desulfurella. 

ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 


Desulfurella 
urella acetivorans 


265678351 


ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


290086 Fungi_16S 
strain IFM 057 
Actinobacteria; 
290086 Fungi_16S 
strain IFM 100 
Actinobacteria; 
290086 Fungi_16S 
strain YZ-96 1 
Actinobacteria; 
290086 Fungi_16S 
strain IFM 024 
Actinobacteria; 
290086 Fungi_16S 
strain IFM 100 
Actinobacteria; 
290086 Fungi_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


4424 4326 3 


5984 5886 3 
7540 7442 3 
9042 8944 3 
10528 10430 3 


12009 11911 3 


Nocardiaceae; Nocardia. 


290086 Archaea_16S 
stadtmanae DSM 3 
Archaea; 
290086 Archaea_16S 
profundus strain 
Archaea; 
290086 Archaea_16S 
beijingense 8-2 


290086 Archaea_16S 
thermophilus M 1 
Archaea; 
290086 Archaea_16S 
thermoflexus IDZ 
Archaea; 
290086 Archaea_16S 
defluvii ADZ 16S 


290086 Archaea_16S 
subterraneum A8p 
Archaea; 
290086 Archaea_16S 


thermautotrophicus Marburg 16S ribosomal RNA, partial s 


thermautotrophicus Archaea; Euryarchaeota; Methanobacte 


Methanothermobacter. 
290086 Archaea_16S 


84477 84435 1 


23590 23550 3 
51695 51655 3 
65002 64962 3 
66501 66461 3 
68013 67973 3 
69479 69439 3 


77032 76992 3 


93485 93445 3 


99 


99 


99 


6S ribosomal RNA, partial sequence 


99 


99 


99 


43 


43 


43 


43 


6S ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


43 


43 


ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; Met 


43 


43 


gi 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


gi 


6163 
Actinobacteridae; Actinomycetales; Cory 


gi 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


gi 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


091 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


gi 


AV18 16S ribosomal RNA, partial sequence 
Euryarchaeota; Archaeoglobi; Archaeoglobales; 


gi 


16S ribosomal RNA, partial sequence 50371 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; 


gi 


63680 6 


gi 


16S ribosomal RNA, partial sequence 65162 6 
Euryarchaeota; Methanobacteria; Methanobacteri 


gi 


66666 6 
hanobacteriaceae; 


gi 


16S ribosomal RNA, partial sequence 68161 6 
Euryarchaeota; Methanobacteria; Methanobacteri 


gi 


alcaliphilum WeN4 16S ribosomal RNA, partial sequence 


Archaea; 
290086 Archaea_16S 


GSS1 16S ribosomal RNA, partial sequence 
Thermoplasmata; 


Euryarchaeota; 
290086 Archaea_16S 
congolense C 16S 


Euryarchaeota; Methanobacteria; Methanobacteriales; Met 


290086 Archaea_16S 


147547 147527 4 


162606 162566 3 


168602 168562 3 


Thermoplasmatales; 


ribosomal RNA, partial sequence 


oryzae FPi 16S ribosomal RNA, partial sequence 


Euryarchaeota; Methanobacteria; Methanobacteriales; Met 


290086 Archaea_16S 


formicicum strain DSMZ1535 16S ribosomal RNA, partial s 
formicicum Archaea; Euryarchaeota; Methanobacteria; Met 


Methanobacterium. 
293418 Bacteria_16S 


longreachensis strain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; 


Desulfovibrio. 
293418 Bacteria_16S 
cellulans strain 


205700 205660 3 


10714 10741 2 
Proteobacteria; 


118673 118700 2 


Euryarchaeota; Methanobacteria; Methanobacteri 


DSM 43879 16S ribosomal RNA, partial s 


265678350 
4565 


265678349 
6112 


265678348 
7670 


265678342 
9123 


219857197 


219857175 


254971318 
83122 


265678632 
22211 


254971284 
51786 


254971332 
5111 


254971331 
6615 
ales; 
254971330 
8110 


254971329 

9596 
ales; 
254971323 
equence 


cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Cellulosimicrobium. 


Promicromonosporaceae; 
293418 Bacteria_16S 


123264 123291 2 


nebacterineae; 


nebacterineae; 


nebacterineae; 


nebacterineae; 


10588 
nebacterineae; 


al sequence 10639 
Actinomycetales; 


Archaeoglobaceae; 


ref |NR_028652.1 


ref |NR_028651.1 


ref|NR_028650.1 


ref|NR_028644.1 


ref |NR_024825.1 


ref|NR_024803.1 


12137 
ref|NR_028236.1 
84546 


ref |NR_028937.1 
23710 


ref|NR_028202.1 


ref |NR_028250.1 


ref|NR_028249.1 


ref|NR_028248.1 


Methanot 
NR_028247.1 


ref 


ref|NR_028241.1 
75671 77152 


Nocardia araoensis 


Nocardia araoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia 
Nocardia 


Corynebacterineae; 


Methanosphaera 


Methanosphaera stadtmanae 
Methanobacteriaceae; 


Methanosphaera. 
Archaeoglobus 


Archaeoglobus profundus 
Archaeoglobus. 


Methanobacterium 


Methanobacterium beijingense Archaea; 
Methanobacterium. 


Methanothermobacter 


Methanothermobacter thermophilus 
Methanobacteriaceae; 


Methanothermobacter. 
Methanothermobacter 


Methanothermobacter thermoflexus 
Methanobacteriaceae; 


Methanothermobacter. 
Methanothermobacter 


Methanothermobacter defluvii Archaea; 


hermobacter. 
Methanobacterium 


Methanobacterium subterraneum 
Methanobacteriaceae; 


Methanobacterium. 
Methanothermobacter 
Methanothermobacter 


ria; Methanobacteriales; Methanobacteriaceae; 


43 gi|254971310|ref|NR_028228.1| Methanobacterium 
92166 93578 Methanobacterium alcaliphilum 
ales; Methanobacteriaceae; Methanobacterium. 

24 gi|254971267|ref|NR_028185.1| Thermoplasma volcanium 

146236 147646 Thermoplasma volcanium Archaea; 

Thermoplasmataceae; Thermoplasma. 
43 gi|254971257|ref|NR_028175.1| Methanobacterium 
161275 162727 Methanobacterium congolense Archaea; 
hanobacteriaceae; Methanobacterium. 

43 gi|254971253|ref|NR_028171.1| Methanobacterium 

167250 168695 Methanobacterium oryzae Archaea; 
hanobacteriaceae; Methanobacterium. 

43 gi|219857440|ref|NR_025028.1| Methanobacterium 
equence 204386 205761 Methanobacterium 
hanobacteriales; Methanobacteriaceae; 

29 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 

complete sequence 10342 11910 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

29 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
equence 118321 119772 Cellulosimicrobium 

ales; Micrococcineae; 

29 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 


strain CE40 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 


122905 124298 Cellulomonas hominis Bacteria; 


293418 Bacteria_16S 136881 136908 2 29 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

293418 Bacteria_16S 138440 138467 2 29 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
293418 Bacteria_16S 139969 139996 2 29 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
293418 Bacteria_16S 674688 674715 2 29 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
293418 Bacteria_16S 1348832 1348859 2 29 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

293418 Bacteria_16S 1625742 1625769 2 29 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

293418 Bacteria_16S 1805288 1805315 2 29 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

293418 Bacteria_16S 1806826 1806853 2 29 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 


strain DSM 46000 
Actinobacteria; A 


293418 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


293418 Bacteria_16S 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


293418 Bacteria_16S 


thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 


293418 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


293418 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


293418 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


293418 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


293418 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


293418 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 
Dactylosporangium 


293418 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


293418 Bacteria_16S 


strain DSM 43852 


ctinobacteridae; Actinomycetales; Micr 
1931738 1931765 2 29 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

2194969 2194996 2 29 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2980405 2980432 2 29 gi 
rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

3224072 3224099 2 29 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


oc 


al 


, 


qu 
e; 


qu 


’ 


al 


3324098 3324125 2 29 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 

3325625 3325652 2 29 gi 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


qu 
ti 


en 
al 
3327146 3327173 2 29 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 

3328665 3328692 2 29 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


al 
e; 


en 
al 
3342278 3342305 2 29 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 
3378968 3378995 2 29 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


eq 
a; 


3397055 3397082 2 29 gi 


oc 


3455565 3455592 2 29 gi 


16S ribosomal RNA, partial sequence 1806449 18079 


219878240 


219857602 


219846936 


ae; 


219846771 


219846702 


219846701 


219846700 


219846699 


219846689 


219846663 


219846647 
16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 219846606 


; Cellulomonadac 
ref |NR_025379.1 
e 1931360 193276 
cetales; Actino 


occineae 


sequenc 
Actinomy 
ref|NR_025190.1 
ence 194621 219603 
Actinomycetales; Coryne 


ND 


ref|NR_026528.1 
2980041 298152 
mycetales; Strep 


ence 
3; Actino 
ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


32236 
es; Acti 
ref |NR_026294.1 

3323723 332519 
les; Micromonosp 


ence 
nomyceta 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ce 33252 
es; Micr 


ref |NR_026292.1 
sequence 3326771 332823 
Actinomycetales; Microm 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ce 33282 
es; Micr 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


33419 
Micr 


e 
es; 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


uence 
Desulfo 


ref|NR_026239.1 


occineae; Cellulomonadac 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Actinomyces 
0 Actinomyces 


mycineae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Streptomyces 
6 Streptomyces 
tomycineae; 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 
onosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Desulfovibrio 
8 Desulfovibrio 


ulfovibrionaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 


ref|NR_026198.1 


Arthrobacter agilis 


strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


293418 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae; 
293418 Bacteria_16S 
strain W6 16S rib 
Firmicutes; Clostridia; 
293418 Bacteria_16S 
arborescens strai 
arborescens Bacte 
Microbacteriaceae; Microbacterium. 
293418 Bacteria_16S 159753 159781 1 
helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 
293418 Bacteria_16S 
intestinale strai 
intestinale Bacteria; 
293418 Bacteria_16S 
strain 6VI 16S ri 
Firmicutes; Clostridia; Clostridiales; 
293418 Bacteria_16S 401623 401651 1 
subsp. nitratus strain IMET 11532, 
cerinus subsp. ni 
Microbacteriaceae; Agromyces. 

293418 Bacteria_16S 417174 417202 1 
formicigenes stra 
formicigenes Bacteria; 
293418 Bacteria_16S 
strain YIM 31530 


3642563 3642590 2 


Kitasatospora. 
150469 150497 1 


Clostridiales; 
158234 158262 1 


, 


161241 161269 1 


Firmicutes; 
182499 182527 1 


Firmicutes; 
461759 461787 1 


293418 Bacteria_16S 
strain IDA1967 16 
Firmicutes; Bacillales; Bacillaceae; 
293418 Bacteria_16S 652058 652086 1 
strain CK55 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 
293418 Bacteria_16S 686738 686766 1 
cetonica strain 4 
Bacteria; Proteob 
293418 Bacteria_16S 
VKM Ac-1800 16S r 


532056 532084 1 


755645 755673 1 
ibosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 
shriftii strain D 
Bacteria; Firmicutes; 
293418 Bacteria_16S 
conservatrix stra 
conservatrix Bact 
Desulforegula. 
293418 Bacteria_16S 
strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 
293418 Bacteria_16S 
strain Z-7191 16S 
Firmicutes; Clostridia; 
293418 Bacteria_16S 
strain NAFO0O1 16S 
Firmicutes; Bacillales; 
293418 Bacteria_16S 
strain TO-931 16S riboso: 
Firmicutes; Clostridia; 
293418 Bacteria_16S 1101971 1101999 1 
strain 14 16S ribosomal 
Actinobacteria; Actinoba 
293418 Bacteria_16S 1112674 1112702 1 
halophilum strain 76 16S 
Bacteria; Actinobacteria 
Microbacterium. 
293418 Bacteria_16S 


816977 817005 1 


Clostridia; 
853227 853255 1 
eria; Proteobacteria; 


885092 885120 1 


891129 891157 1 


1080855 1080883 1 


Bacillaceae; 
1100480 1100508 1 


Clostridiales; 


v 


1176307 1176335 1 


Clostridia; 


29 


n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


29 


osomal RNA, partial sequence 


n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


SM 20419 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


n Catt39 16S ribosomal RNA, partial se 


bosomal RNA, partial sequence 


tratus Bacteria; Actinobacteria; Actin 


29 


in DV1184 16S ribosomal RNA, partial s 
Clostridia; 


29 


29 


S ribosomal RNA, partial sequence 
Bacillus. 


29 
sequence 


Clostridiaceae; 


29 


80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


29 
sequence 


29 


SSE-1 16S ribosomal RNA, partial seque 
Halanaerobiales; 


29 


in Mb1Pa 16S ribosomal RNA, partial se 


Deltapro 


29 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


29 


ribosomal RNA, partial sequence 
Halanaerobiales; 


Haloba 
29 


ribosomal RNA, partial sequence 
Bacillus. 


29 


mal RNA, partial sequence 


Clostrid 
29 


RNA, partial sequence 
cteridae; Actinomycetales; Micr 


29 


ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


29 


DSM 16795 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


219846477 
sequence 


gi 


gi| 265678962 
150066 15156 


Clostridiaceae; Clostridium. 
29 gi| 265678957 |ref|NR_029265.1 
sequence 157869 159336 
Actinomycetales; Micrococ 
29 gi| 265678956 |ref|NR_029264.1 
quence 159387 160848 
tinomycetales; Micrococcin 
29 gi| 265678955 |ref|NR_029263.1 
quence 160899 162283 
Clostridiales; Clostridiaceae; Clos 
29 gi| 265678941 |ref|NR_029249.1 
182124 18361 
Clostridiaceae; Clostridium. 
29 gi| 265678787 |ref|NR_029092.1 
16S ribosomal RNA, partial sequence 401266 


265678776 

equence 

iales; 
265678743 


gi 


Clostrid 
gi 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


gi| 265678697 
531745 53318 


gi|265678615 
651676 65311 


265678591 

68634 
acterales; 
gi| 265678542 
755262 75674 


gi 


265678501 
nce 81658 


gi 


Halo 
gi|265678477 
quence 
teobacteria; Desul 
265678454 
88470 
Micr 


gi 
ales; 


gi| 265678450 
890778 89219 
cteroidaceae; Oren 
gi|265678322 
1080469 10819 


gi| 265678309 
1100149 11015 
iaceae; Clostridiu 

gi| 265678308 

1101592 11031 
ococcineae 
265678300 
e 11123 
ales; Micr 


gi 


gi|228718376 


Actinomyc 


obacterida 


Pep 


ionibacter 


Clostridiu 


ococcineae 


bacteroida 


ref|NR_026069.1 
3642181 364366 
etales; Strepto 


ref |NR_029270.1 


e; Actinomycetal 


ref|NR_029081.1 

416856 418235 
tostreptococcace 
ref|NR_029048.1 


inea 
ref 


e; Nocardioi 
NR_029002.1 


ref |NR_028920.1 
m. 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref |NR_028846.1 
; Microbacteriac 
ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref |NR_028780.1 

852834 854357 
fobacterales; De 


ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 
ref|NR_028752.1 
ia. 


ref|NR_028624.1 


ref|NR_028611.1 
m. 


ref|NR_028610.1 


; Microbacteriac 
ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


Kitasatospora 
2 Kitasatospora 


mycineae; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Microbacterium 
Microbacterium 
cineae; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Clostridium 
Clostridium 

tridium. 
Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Tepidibacter 
Tepidibacter 

ae; Tepidibacter. 
Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Desulfosarcina 
osarcina cetonica 

eae; Desulfosarcina. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 
Desulforegula 
Desulforegula 
sulfobacteraceae; 


Rathayibacter caricis 
ibacter caricis 


obacteriaceae; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


ref|NR_027573.1 


Clostridium bartlettii 


1175949 1177377 Clostridium bartlettii DSM 16795 


Clostridiaceae; 


Clostridium. 


293418 Bacteria_16S 1233706 1233734 1 29 gi|219878266|ref|NR_025405.1 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 123481 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Microbacteriaceae; Microbacterium. 

293418 Bacteria_16S 1271377 1271405 1 29 gi|219846399|ref|NR_025990.1 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Ba 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

293418 Bacteria_16S 1280186 1280214 1 29 gi|219846091|ref|NR_025681.1 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Aeromicrobium. 

293418 Bacteria_16S 1299746 1299774 1 29 gi| 219846779 |ref|NR_026371.1 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 13008 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
293418 Bacteria_16S 1356364 1356392 1 29 gi|228720131|ref|NR_027589.1 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 135748 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiacea 
293418 Bacteria_16S 1401476 1401504 1 29 gi|228715351|ref|NR_027523.1 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifso 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Microbacteriaceae; Leifsonia. 

293418 Bacteria_16S 1419494 1419522 1 29 gi| 224581445 |ref|NR_027227.1 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

293418 Bacteria_16S 1447332 1447360 1 29 gi|224581422|ref|NR_027203.1 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogiba 


Bacteria; 
Mogibacterium. 


293418 Bacteria_16S 
strain HM-7 16S r 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Inc 
293418 Bacteria_16S 1636387 1636415 1 29 gi|219878452|ref 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus 
Bacillales; Bacillaceae; Bacillus. 

293418 Bacteria_16S 1637878 1637906 1 29 gi| 219878451 |ref 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus 
Bacillales; Bacillaceae; Bacillus. 

293418 Bacteria_16S 1697445 1697473 1 29 gi|219878409|ref 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 


Bacteria; Actinob 


Microbacterium. 


293418 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


293418 Bacteria_16S 
decolorationis st 
decolorationis Ba 
293418 Bacteria_16S 
flaccumfaciens pv 
Curtobacterium flaccumfaciens pv. 


Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 

293418 Bacteria_16S 1820608 1820636 1 29 gi|219878322|ref|NR_025461.1 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 182172 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Curtobacterium. 

293418 Bacteria_16S 1834268 1834296 1 29 gi|219878312|ref|NR_025451.1 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 183531 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Microbacteriaceae; Gulosibacter. 

293418 Bacteria_16S 1945385 1945413 1 29 gi|219878231|ref|NR_025370.1 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 19464 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

293418 Bacteria_16S 1948439 1948467 1 29 gi| 219878229 |ref|NR_025368.1 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 194955 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

293418 Bacteria_16S 1972477 1972505 1 29 gi| 219878213 |ref|NR_025352.1 


strain CK58 16S r 
Firmicutes; Clost 


293418 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


Firmicu 


tes; Clostridia; Clostridiales; Clostr 


1463798 1463826 1 29 
ibosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2059896 2059924 1 29 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 


idiales Fa 


224581410 
1463419 14648 


mily 


ref 


1972100 19735 


‘enh 


acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 

1752278 1752306 1 29 gi|219878372|ref|NR_025511.1 
16S ribosomal RNA, partial sequence 1751903 17534 
lales; Bacillaceae; Bacillus. 

1802165 1802193 1 29 gi|219878334|ref|NR_025473.1 
rain LMG 19507 16S ribosomal RNA, partial sequence 1801788 180329 
cteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1811406 1811434 1 29 gi| 219878328 |ref|NR_025467.1 
. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequ 


ostridium. 


73 Mogibacterium 


56 1698545 Micro 


XIII. Incer 


NR_027191.1 


ertae Sedis; 
NR_025591.1 
soli Bacteri 


NR_025590.1 
vireti Bacte 


NR_025548.1 
b 


Eu 


219878150 


ref 


Microbacterium 
7 Microbacterium 
coccineae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Aeromicrobium marinum 
marinum DSM 15272 


Nocardioidaceae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Clostridium 

9 Clostridium 

e; Clostridium. 

Leifsonia xyli subsp. 

nia xyli subsp. 

ineae; 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Microbacterium 
acterium paraoxydans 


obacteriaceae; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Bacillus 
0 Bacillus 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Curtobacterium 
4 Curtobacterium 
eae; Microbacteriaceae; 


Gulosibacter 
7 Gulosibacter 


occineae; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


NR_025289.1 


Eubacterium sulci 


2059520 2060972 Eubacterium sulci Bacteria; 


bacterium. 


293418 Bacteria_16S 
aquiterrae strain 
Bacteria; Actinob 


Nocardioides. 


293418 Bacteria_16S 


sibiricum strain 
Bacteria; 


thiodismutans Bac 
Desulfonatronum. 


293418 Bacteria_16S 
singaporensis str 


singaporensis Bac 
Nocardioidaceae; 


293418 Bacteria_16S 
strain K265 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 


strain K300 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


293418 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


293418 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


293418 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


293418 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


293418 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


293418 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


293418 Bacteria_16S 


strain Lp2 16S ri 


strain ATCC 70069 
Firmicutes; Clost 


293418 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


293418 Bacteria_16S 


strain CM-10 16S 


strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 


tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae 


293418 Bacteria_16S 


strain IAM 14848 


strain IFO 15616 
Actinobacteria; A 


293418 Bacteria_16S 


Firmicu 
293418 Bacteria_16S 
thiodismutans str 


2099502 2099530 1 29 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2104195 2104223 1 29 gi 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
2235879 2235907 1 29 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


2343645 2343673 1 29 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2360358 2360386 1 


29 gi 
Micr 
2361882 2361910 1 29 gi 
ibosomal RNA, partial sequence 
Micr 
2463612 2463640 1 29 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2564595 2564623 1 29 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2598482 2598510 1 29 gi 


oc 


s 


ridia; Clostridiales; Peptococcaceae; 
2656553 2656581 1 29 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2658078 2658106 1 29 gi 
NRRL B-3381 16S ribosomal RNA, partial 


1 


s 


Aeromicrobium. 
2659599 2659627 1 29 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
2794574 2794602 1 29 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2814132 2814160 1 29 gi 
bosomal RNA, partial sequence 


oc 
2846067 2846095 1 29 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2872445 2872473 1 29 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2893919 2893947 1 29 
ribosomal RNA, partial sequence 


mi 


gi 


oc 
2895414 2895442 1 29 
ribosomal RNA, partial sequence 


gi 


oc 
2896908 2896936 1 29 gi 
train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycetocola. 

2899911 2899939 1 


s 


, 


29 gi 


oc 


2902983 2903011 1 29 gi 


ctinobacteridae; Actinomycetales; Microc 


219878122 
nc 
al 


219878117 
en 
id 

219857575 
qu 
er 


219857498 
sequence 
e; Actinomycet 


219857487 
2360002 23614 
ococcineae 
219857486 
2361525 23629 


219857407 


ia 
219857291 
ia 
ri 
219857269 
16S ribosomal RNA, partial sequence 2598095 25994 
De 
219857219 


da 
219857218 
a; Actinobacteria; Actinobacteridae; Act 


219857217 


219857120 
se 
id 
219857107 
2813767 28152 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 219856893 


219856876 
2872057 28735 


219856860 
2893553 28949 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 219856859 
2895048 28964 
occineae; 


219856858 
da 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 219856854 


16S ribosomal RNA, partial sequence 2902597 29040 


e 
es; 


20991 
Prop 


ce 21038 
iaceae; 


ence 


ia; Desu 


occineae 


equence 
les; Clo 


1 sequen 
diales; 
sulfotom 


sequen 
e; Act 


ce 
in 


equenc 
inomyc 


e 
et 


26592 


es; Prop 


quence 


iales; C 


occineae 


28456 
ly XIII. 


occineae 


equence 
e; Actin 


occineae 


occineae 


ref|NR_025261.1 
38 2100621 Nocar 
ionibacterineae 


, 


ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025163.1 
2235498 223697 
lfovibrionales; 


ref|NR_025086.1 
2343294 234473 
ales; Propio 


ref|NR_025075.1 


; Mi 
ref 


crobacteriac 
NR_025074.1 
; Microbacteriac 
ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024900.1 


aculum. 
ref|NR_024847.1 

2656189 265766 
omycetales; Prop 


ref|NR_024846.1 
2657714 265918 
ales; Propioniba 


v 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


ref |NR_024748.1 

2794179 279557 
lostridiaceae; A 
ref|NR_024735.1 
09 Tetrasphaera 
; Intrasporangia 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 


ref |NR_024695.1 


ref |NR_024679.1 


7 Mi 
ref 


crobacteriac 
NR_024678.1 


; Microbacteriac 
ref |NR_024677.1 
2896542 289798 
omycetales; Micr 


ref|NR_024675.1 


7 Mi 
ref 


crobacteriac 
NR_024673.1 


; Microbacteriac 


2957514 2957542 1 29 gi 


219856818 


saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 


d 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Anoxynatronum 
atronum sibiricum 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Actinopolymorpha 
5 Actinopolymorpha 


nibacterineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Clostridium 
2 Clostridium 
stridium. 
Eubacterium 
8 Eubacterium 
Eubacterium. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Alkaliphilus 
1 Alkaliphilus 
lkaliphilus. 
Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 

Bacillus niacini 


82 Bacillus niacini Bacteria; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 


ref |NR_024637.1 
2957165 295857 


Microbacterium 
1 Microbacterium 


saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


293418 Bacteria_16S 2958974 2959002 1 29 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

293418 Bacteria_16S 3006353 3006381 1 29 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
293418 Bacteria_16S 3012321 3012349 1 29 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 

293418 Bacteria_16S 3016939 3016967 1 29 gi|219846912|ref|NR_026504.1| Orenia salinaria 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

293418 Bacteria_16S 3028959 3028987 1 29 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

293418 Bacteria_16S 3033542 3033570 1 29 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

293418 Bacteria_16S 3068355 3068383 1 29 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

293418 Bacteria_16S 3114978 3115006 1 29 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 


resistens Bacteri 
Microbacterium. 


293418 Bacteria_16S 


salinarius strain 
salinarius Bacter 


293418 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


293418 Bacteria_16S 


DSM 
Firmicutes; 


10228 16S rib 
Clost 


293418 Bacteria_16S 


strain DSM 9580 1 


3130037 3130065 1 29 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3246829 3246857 1 29 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3264799 3264827 1 29 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; 
3351433 3351461 1 


Clostridiaceae; 
29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


293418 Bacteria_16S 


strain DSM 43045 


3372837 3372865 1 29 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3503989 3504017 1 29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


strain DSM 20145 


3505521 3505549 1 29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


293418 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


293418 Bacteria_16S 


strain DSM 20542 
Actinobacteria; A 


293418 Bacteria_16S 


strain DSM 20528 
Actinobacteria; A 


293418 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


293418 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


293418 Bacteria_16S 
michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 


3507038 3507066 1 29 gi 
DSM 20166 16S ribosomal RNA, partial s 


3510081 3510109 1 29 gi 
DSM 20530 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
3516171 3516199 1 29 gi 
ctinobacteridae; Actinomycetales; Micr 
3517693 35177211 29 gi 


ctinobacteridae; Actinomycetales; Micr 
3535960 3535988 1 29 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3545326 3545354 1 29 
somal RNA, complete sequence 
laceae; Bacillus. 

3768799 3768827 1 


gi 


29 gi 


a; Actinobacteria; Actinobacteridae; Actinomycet 


3264433 32658 


6S ribosomal RNA, partial sequence 3351066 33525 


16S ribosomal RNA, partial sequence 3503623 35051 


16S ribosomal RNA, partial sequence 3505155 35066 


a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 3515805 35172 


16S ribosomal RNA, partial sequence 3517327 35187 


3535585 35370 


3544949 35464 


ales; Micrococc 
219846835 
uence 

iales; Hal 
219846756 
1 sequence 
iales; Pep 
219846744 


ref 


Ww 


129667 31310 
obac 
ref 

3246473 32479 
tococcaceae; De 
ref 


Clostridiu 
219846683 


m. 
ref 
occineae; Mi 
ref 

3372496 33739 
bacteroidaceae; 
ref 


oc 
219846668 
quence 

ales; Halo 
219846573 
> Mi 
ref 


ococcineae crobacteria 


219846572 
> Mi 
ref 

3506673 3 
ales; Micro 


ococcineae crobacteria 
219846571 
equence 


inomycet 


5081 
cocc 


’ 


219846569 
equence 
ctinomycet 


ref 
3509716 3 
ales; Micro 


5111 
cocc 


v 


219846565 |ref 


7 Mi 
ref 


ococcineae crobacteria 


219846564 
occineae; Microbacteria 
ref 


88 Bacillus 


oc 
219846552 


219846546 |ref 


219846385 |ref 


NR_026427.1 


teroidaceae; 
NR_026348.1 


NR_026336.1 
96 Clostridium vincentii Bacteria; 


NR_026275.1 
38 Agrococcus jenensis Bacteria; 


crobacteria 
NR_026260.1 


NR_026165.1 
04 Agromyces ramosus Bacteria; 


NR_026164.1 
22 Microbacterium barkeri Bacteria; 


NR_026163.1 


NR_026161.1 


NR_026157.1 
76 Curtobacterium luteum Bacteria; 


NR_026156.1 
98 Curtobacterium citreum Bacteria; 


NR_026144.1 
halmapalus Bacteria; 


NR_026138.1 
54 Bacillus cohnii Bacteria; 


NR_025976.1 


i 


4 


4 
s 


Cc 


5 


Cc 


Cc 


4 


i 


8 
a 


Cc 


Cc 


neae; Microbacteriaceae; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Clostridium vincentii 


Agrococcus jenensis 


eae; Agrococcus. 
Halanaerobacter 

0 Halanaerobacter 

Halanaerobacter. 
Agromyces ramosus 


eae; Agromyces. 
Microbacterium barkeri 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Curtobacterium luteum 


eae; Curtobacterium. 
Curtobacterium citreum 


eae; Curtobacterium. 


Bacillus halmapalus 


Bacillus cohnii strain 
Firmicutes; 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 


293418 Bacteria_16S 


4026588 4026616 1 


29 


qi 


219846205 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 


alkenivorans Bacteria; 


Desulfatibacillum. 
293418 Bacteria_16S 
strain JC2056 16S 


293418 Bacteria_16S 


Proteobacteria; 


4049432 40494601 


4109677 41097051 


29 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


29 


strain HD9 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


293418 Bacteria_16S 4165037 4165065 1 29 gi|219846104|ref|NR_025694.1 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 416611 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales 
Desulfatibacillum. 

293418 Bacteria_16S 12335 12358 6 29 gi|265679055|ref|NR_029363.1 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 

Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

293418 Bacteria_16S 33807 33834 2 29 gi| 265679041 |ref|NR_029349.1 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopob 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
293418 Bacteria_16S 45678 45705 2 29 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
293418 Bacteria_16S 65529 65556 2 29 gi|265679020|ref|NR_029328.1 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
293418 Bacteria_16S 103331 103358 2 29 gi|265678994|ref|NR_029302.1 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 10297 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; T 
Tsukamurella. 

293418 Bacteria_16S 106369 106396 2 29 gi| 265678991 |ref|NR_029299.1 


arabaticum strain 
arabaticum Bacteria; 
293418 Bacteria_16S 
G33 16S ribosomal 
Actinobacteridae; 
293418 Bacteria_16S 


Firmicutes; Clostridia; 
109339 109366 2 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micrococcaceae 


115598 115625 2 


29 


Deltaproteobacteria; 


gi 


gi 


219846187 


4049074 40504 
Propionibacterineae; 


219846145 


4109294 41108 


gi 


Propionibacterineae; 


Z-7288 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


Hal 
265678989 


108968 110448 Kocur 


29 


gi 


265678985 


vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 


vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
293418 Bacteria_16S 


117153 117180 2 


29 


gi 


Actinomyc 


265678984 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 


ulcerans Bacteria; 


Corynebacteriaceae; Corynebacterium. 


293418 Bacteria_16S 
strain 136 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 


strain Prevot 247 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
293418 Bacteria_16S 


ureafaciens strai 


Arthrobacter. 


293418 Bacteria_16S 


strain 55134 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 


120176 120203 2 29 gi 


126301 126328 2 29 gi 
7B 16S ribosomal RNA, partial sequence 


133926 133953 2 29 gi 


144473 144500 2 29 
ribosomal RNA, partial sequence 


gi 


147392 147419 2 29 gi 


n NC 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinobacteria; Actinobacteridae; Actinomyceta 


265678982 


119823 12132 
ococcineae 


265678978 
12591 


nomycineae 


265678973 
13354 
Micr 


265678966 


144082 14559 
ococcineae 


265678964 


aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


Kineosporiaceae; 


293418 Bacteria_16S 


Kineococcus. 


245552 245579 2 29 gi 


Actinomyc 


265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 


293418 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; 


Clostridia; 
293418 Bacteria_16S 


257616 257643 2 
6S ribosomal RNA, 


29 gi 


Thermoanaerobacterales; 


Actinomyc 


265678890 


complete sequence 257219 25873 
Thermoanaerobacte 


265058 265085 2 29 gi 


Desul 


ref|NR_025795.1 

4026183 402770 
fobacterales; De 
ref|NR_025777.1 


Nocardioi 


ref|NR_025735.1 


106000 107471 
obacteroidaceae; 
ref |NR_029297.1 
ia varians Bacte 
; Kocuria. 
ref |NR_029293.1 

115240 116730 
etales; Coryneba 


ref 
1 
les; 


NR_029292.1 
16781 118270 
Corynebacte 


ref |NR_029290.1 
; Cellulomonadac 
ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref|NR_029281.1 
6 135015 Arthro 
ococcineae; Micr 
ref|NR_029274.1 
; Jonesiaceae; J 
ref|NR_029272.1 

147044 148460 
etales; Kineospo 


ref|NR_029206.1 

245166 246646 
etales; Coryneba 
ref|NR_029198.1 


raceae; Moorella 


265678883 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Nocardioides aestuarii 


53 Nocardioides aestuarii Bacteria; 


daceae; Nocardioides. 
Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 
Nocardioidaceae; 


Kribbella. 
Desulfatibacillum 

9 Desulfatibacillum 

; Desulfobacteraceae; 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Tsukamurella pulmonis 


6 104435 Tsukamurella pulmonis 


sukamurellaceae; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 

Kocuria varians strain 
ria; Actinobacteria; 


Mycobacterium 
Mycobacterium 
cterineae; 


Corynebacterium 
Corynebacterium 


rineae; 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 


eae; Cellulomonas. 
Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Arthrobacter 

bacter ureafaciens 
ococcaceae; 


Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Kineococcus 
Kineococcus 
riineae; 
Rhodococcus 
Rhodococcus 


cterineae; Nocardiaceae; 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 


ref|NR_029189.1 


Kutzneria viridogrisea 


strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 


293418 Bacteria_16S 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


293418 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


293418 Bacteria_16S 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


293418 Bacteria_16S 


castelarensis str 
castelarensis Bac 
Streptomycetaceae 


293418 Bacteria_16S 


nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 


293418 Bacteria_16S 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


293418 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


293418 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


293418 Bacteria_16S 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


293418 Bacteria_16S 


strain XILO8 16S 


268059 268086 2 29 gi 

strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
335140 335167 2 29 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
342759 342786 2 29 gi 
YU 636-3 16S ribosomal RNA, partial se 


368006 368033 2 29 gi 
ain BJ-608 16S ribosomal RNA, partial 


; Streptomyces. 


373982 374009 2 29 gi 
n HKI 0315 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

389283 389310 2 29 gi 
n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ceae; Myceligenerans. 

396968 396995 2 29 gi 
in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 
; Cellulomonas. 

398488 398515 2 29 gi 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 

403163 403190 2 29 gi 
YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

406263 406290 2 29 
ribosomal RNA, complete sequence 


v 


, 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 


293418 Bacteria_16S 


ferralitis strain 
ferralitis Bacter 
Streptomycetaceae 


293418 Bacteria_16S 


strain YIM 70085 


409319 409346 2 29 gi 
SFOp68 16S ribosomal RNA, partial seq 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

421714 421741 2 


’ 


29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 


293418 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


293418 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


293418 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


293418 Bacteria_16S 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


293418 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


293418 Bacteria_16S 
boenickei strain W5998 16S ribosomal RNA, partial sequence 


435724 435751 2 29 gi 
ain F18-98 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

437308 437335 2 29 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 

441899 441926 2 29 gi 
strain T16 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 


, 


449544 449571 2 29 gi 
ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Saccharothrix. 

460232 460259 2 29 gi 
in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 
466273 466300 2 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
480006 480033 2 29 gi 


29 gi 


teria; Actinobacteria; Actinobacterida 


265678881 
rtial sequ 


265678834 
33475 
riales; Bi 
265678829 
quence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


265678809 
sequence 


265678805 
sequence 
Actinomyc 


265678795 
sequence 
Actinomyc 


265678790 
equence 
Actinomy 


v 


265678789 
tial seque 
idae; Acti 


265678786 
quence 


Actinomyce 


265678784 


405881 40739 


ococcineae 
265678782 
uence 


Actinomyce 


265678773 


16S ribosomal RNA, partial sequence 421328 42283 


ococcineae 
265678764 
sequence 


265678763 
rtial sequ 


265678760 
sequence 
idae; Bifi 


265678755 
al sequenc 


265678744 
quence 
Actinomy 


v 


265678740 


465880 467346 Rothi 


ococcaceae 
265678731 


nobacterid 


e; Actinomycet 


e; Actinomycet 


e; Actinomycet 


ref 
ence 
ae; 


ref 


fido 
ref 


etal 
ref 
etal 
ref 
ceta 
ref 
nce 
nomy' 
ref 


tale 


ref 


, 


Pr 
ref 
tale 
ref 


7 Ya 
ref 


ref 
ence 

ref 
doba 


ref 


ref 
ceta 
ref 
a am 
7 Ro 


5 336267 B 


342395 3 
ales; 


388894 390431 


396579 398094 


402781 40430 


408966 41045 


435340 436871 


441527 44295 


e 449186 45061 
e; Actinomycet 


459859 46132 


NR_029187.1 
267723 
Actinomyceta 


NR_029139.1 
ifido 
bacteriaceae 

NR_029134.1 
43854 
inea 


; Frank 


0 


es; Str 


NR_029100.1 


es; Micrococ 


NR_029095.1 


les; Microco 


NR_029094.1 
398145 
cetales; Cor 


NR_029091.1 
0 


s; Streptomy 


NR_029089.1 


omicromonosp 


NR_029087.1 
5 
s; Streptomy 
NR_029078.1 


niellaceae; 
NR_029069.1 


ales; Strept 
NR_029068.1 

436922 
ales; Pseudo 
NR_029065.1 
4 
cteriales; B 
NR_029060.1 
5 
ales; Pseudo 
NR_029049.1 
3 
les; Pseudon 
NR_029045.1 
arae Bacteri 
thia. 


ref 


Actinomadura cremea 
269132 Actinomadura 
les; 


Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


v 


v 


Streptomyces 
Streptomyces 
omycineae; 


Kitasatospora 
Kitasatospora 


mycineae; 


Myceligenerans 
Myceligenerans 
cineae; 


Cellulomonas 
Cellulomonas 
ccineae; 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Streptomyces 
Streptomyces 


cineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 
Streptomyces 
Streptomyces 


cineae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Kitasatospora 
Kitasatospora 
omycineae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Saccharothrix 
Saccharothrix 
nocardineae; 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


Rothia amarae strain 
a; Actinobacteria; 


NR_029036.1 


Mycobacterium 


479623 481120 Mycobacterium boenickei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


293418 Bacteria_16S 


strain QH3A7 16S 


489310 489337 2 29 
ribosomal RNA, complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


293418 Bacteria_16S 


gangotriensis str 
gangotriensis Bac 


493974 494001 2 29 gi 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


495479 495506 2 29 gi 
ain LzlYy 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


293418 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


293418 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


293418 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


293418 Bacteria_16S 


IMMIB R-145 16S r 


509300 509327 2 29 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

524476 524503 2 29 gi 
$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


538238 538265 2 29 gi 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

544291 544318 2 29 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


293418 Bacteria_16S 


aquilae strain S- 


552027 552054 2 29 gi 
613 16S ribosomal RNA, partial sequenc 


265678725 


488917 49045 


ales; 
265678693 
sequence 


dae; Actin 


265678689 


543951 54542 


nebacterin 
265678684 
e 55170 


Cory 


ref |NR_029030.1 


nebacterineae; C 
ref |NR_028998.1 

537853 539333 
omycetales; Cory 
ref |NR_028994.1 
eae; Nocardiacea 
ref|NR_028989.1 
3 553077 Coryne 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


ococcineae; Jonesiaceae; Jonesia. 

265678722 |ref|NR_029027.1| Arthrobacter 
quence 493586 495067 Arthrobacter 

; Actinomycetales; Micrococcineae; Micrococcaceae; 
265678721|ref|NR_029026.1] Arthrobacter 
quence 495118 496571 Arthrobacter 

e; Actinomycetales; Micrococcineae; 
265678712|ref|NR_029017.1| Corynebacterium 
quence 508981 510331 Corynebacterium 
inomycetales; Corynebacterineae; 
265678702|ref|NR_029007.1| Corynebacterium 
e 524146 525550 Corynebacterium ciconiae 


orynebacteriaceae; 
Mycobacterium 
Mycobacterium 


nebacterineae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Corynebacterium 
bacterium aquilae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

293418 Bacteria_16S 553490 553517 2 29 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

293418 Bacteria_16S 568764 568791 2 29 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
293418 Bacteria_16S 580712 580739 2 29 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

293418 Bacteria_16S 595800 595827 2 29 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

293418 Bacteria_16S 598626 598653 2 29 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
293418 Bacteria_16S 600156 600183 2 29 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

293418 Bacteria_16S 630738 630765 2 29 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
293418 Bacteria_16S 635301 635328 2 29 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

293418 Bacteria_16S 636832 636859 2 29 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

293418 Bacteria_16S 646168 646195 2 29 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

293418 Bacteria_16S 647698 647725 2 29 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

293418 Bacteria_16S 656479 656506 2 29 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

293418 Bacteria_16S 673216 673243 2 29 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 


strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


293418 Bacteria_16S 


PB90-1 16S ribosomal RNA, partial sequence 


695974 696001 2 


29 


Opitutae; Opitutales; Opitutaceae; Opitutus. 


293418 Bacteria_16S 


paurometabolica strain YIM 90007 16S ribosomal RNA, par 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardiaceae; 


Pseudonocardineae; 
293418 Bacteria_16S 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


293418 Bacteria_16S 


paraffinivorans strain HD321 16S ribosomal RNA, partial 


739909 739936 2 


773985 774012 2 


777113 777140 2 


29 


Saccharomonospora. 


29 


29 


gi 


gi 


gi 


gi 


paraffinivorans Bacteria; Actinobacteria; Actinobacteri 


Gordoniaceae; 
293418 Bacteria_16S 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
beijiangensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 


Streptomycetaceae; 
293418 Bacteria_16S 


Gordonia. 


786313 786340 2 


789357 789384 2 


29 


29 


strain J72 16S ribosomal RNA, partial sequence 


293418 Bacteria_16S 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 
Kineococcus. 


Kineosporiaceae; 
293418 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 


851791 851818 2 


875998 876025 2 


29 


29 


gi 


gi 


789013 79048 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Streptomyces. 
293418 Bacteria_16S 


strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 


877503 877530 2 


29 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


293418 Bacteria_16S 


strain NRRL B-16137 16S rib 


880510 880537 2 


29 


gi 


osomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Lentzea. 
293418 Bacteria_16S 
koreensis strain 


LM042 16S 


882013 882040 2 


29 


gi 


ribosomal RNA, partial seque 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Catellatospora. 
293418 Bacteria_16S 


aerocolonigenes strain N 
aerocolonigenes Bacteria; 


Actinosynnemataceae; 
293418 Bacteria_16S 
pretiosum subsp. 


Actinomycetales; 
293418 Bacteria_16S 


strain IEGM 16S ribosoma 
Actinobacteria; Actinoba 


293418 Bacteria_16S 


pretios 
Actinosynnema pretiosum 
Pseudon 


912713 912740 2 


Lechevalieria. 
914271 914298 2 


917422 917449 2 


918987 919014 2 


29 


29 


29 


1 RNA, partial sequence 
cteridae; Actinomycetales; 


29 


strain 213E 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


293418 Bacteria_16S 


963773 963800 2 


29 


strain Y9 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


293418 Bacteria_16S 


1031014 1031041 2 


29 


gi 


gi 


um strain C-15003 16S ribosomal 


gi 


917039 91855 


Cory 
gi 


918602 92011 


Cory 
gi 


963457 96488 


Cory 
gi 


auratinigra strain TT1-11 16S ribosomal RNA, partial se 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


293418 Bacteria_16S 
strain IFM 10035 


1038701 1038728 2 


29 


gi 


16S ribosomal RNA, partial sequence 1038318 10398 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


293418 Bacteria_16S 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 


1040210 1040237 2 


29 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


293418 Bacteria_16S 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 


1041748 1041775 2 


29 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


293418 Bacteria_16S 


1043308 1043335 2 


29 


265678585 


695588 697067 Opitutus 


265678554 


265678530 


265678528 
sequence 
dae; 


265678521 


265678519 


265678478 


265678461 
87568 
ales; Stre 
265678460 


donocardin 
265678458 
88012 


ales; Pseu 


265678456 
nce 88163 
ales; Micr 


265678436 


RRL B-3298 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteri 


dae; Actin 


265678435 
RNA, part 


; Actinosy 
265678433 


nebacterin 
265678432 


nebacterin 
265678402 


nebacterin 
265678357 
quence 
Actinomyc 


265678352 


nebacterin 
265678351 


nebacterin 
265678350 


nebacterin 


gi 


tial sequence 


donocardineae; 


Actinomycetales; 


e; Actinomycetales; 


e; Actinomycetales; 


ref|NR_028890.1 


ref|NR_028858.1 


739522 


ref|NR_028834.1 


ref|NR_028832.1 
776745 778221 


ref |NR_028825.1 
785920 787418 


ref|NR_028823.1 


ref |NR_028781.1 
851409 852783 
Kineos 


ref |NR_028764.1 


ptomycineae; Str 


ref |NR_028763.1 
eae; Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 


ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 
ref |NR_028738.1 
912332 
omycetales; Pseu 


ref 
ial 


NR_028737.1 
sequence 


nnema. 
ref|NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


Gordoniacea 
NR_028704.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_028659.1 

1030633 103211 
etales; Micromon 


ref |NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


eae; Nocardiacea 


265678349 


Opitutus terrae strain 


terrae Bacteria; Verrucomicrobia; 


Saccharomonospora 
740995 


Prauserella alba 


2 Prauserella alba Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Gordonia 
Gordonia 


Corynebacterineae; 


Streptomyces 
Streptomyces 


Streptomycineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
Gordoniaceae; 


Gordonia. 
Kineococcus 
Kineococcus 
poriineae; 


Streptomyces 


6 877087 Streptomyces scopiformis 


eptomycetaceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
ocardineae; Actinosynnemataceae 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Micromonospora 
4 Micromonospora 
osporineae; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 


ref|NR_028651.1 


Nocardia higoensis 


strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


293418 Bacteria_16S 


strain YZ-96 16S 


strain IFM 0245 1 


tukisamuensis Bac 


Nocardiaceae; 
293418 Bacteria_16S 


strain YLM-32 16S 


293418 Bacteria_16S 


strain JCM 4837 1 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Rhodococcus. 
1076361 1076388 2 29 gi| 265678325 |ref|NR_028627.1 
ribosomal RNA, partial sequence 1075986 10774 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteracea 
1085371 1085398 2 29 gi|265678319|ref|NR_028621.1 

6S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
1161102 1161129 2 29 gi|228721225|ref|NR_027604.1 


293418 Bacteria_16S 


multipartita DSM 


Nakamurella. 


293418 Bacteria_16S 
DSM 43833 16S ribosomal 
Bacteria; Actinobacteria; 


Thermobispora. 


293418 Bacteria_16S 


DSM 


Bacteria; 


12563 16S ribosomal RNA, partial sequence 
Spirochaetes; 
293418 Bacteria_16S 


strain Cal06 16S 


strain Se-3111 16 


variabilis strain 


Isoptericola. 


293418 Bacteria_16S 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


293418 Bacteria_16S 
strain 13.4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
293418 Bacteria_16S 


strain VPI 0546 1 


Actinobacteria; 
293418 Bacteria_16S 


urealyticum DSM 7 


Coriobacteridae; 


1044864 1044891 2 29 
ribosomal RNA, partial sequence 


gi 


1052440 1052467 2 29 gi 


1074985 1075012 2 29 gi 


1170213 1170240 2 
RNA, partial sequence 


29 gi 


1177792 1177815 6 29 gi 


1217056 1217083 2 29 
ribosomal RNA, partial sequence 


gi 


1221526 1221553 2 29 
S ribosomal RNA, partial sequence 


gi 


1226078 1226105 2 29 gi 


1235221 1235248 2 29 gi 


Mycobacterium. 


1245824 1245851 2 29 gi 


1289349 1289376 2 
6S ribosomal RNA, 
Coriobacteriales; Cori 
1290817 1290844 2 29 gi 
109 16S ribosomal RNA, partial sequenc 


PS gi 


1044481 10459 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
293418 Bacteria_16S 
6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
293418 Bacteria_16S 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; 


1169826 11712 
Actinobacteridae; Actinomycetales; 


1177428 11788 
Spirochaetales; Brachyspiraceae; Brachyspira. 
ref 
1216681 1218148 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
293418 Bacteria_16S 
1221167 12226 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
293418 Bacteria_16S 
MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1245479 12468 


complete sequence 1289055 12904 


265678348 


265678342 


265678327 


228719618 


228718030 


219878473 


219878356 


219878300 


219878254 


219857484 


219846501 


228720812 
e 


ref 
88 Nocardia shimofusensis Bacteria; 


ref 
15 Nocardia asiatica Bacteria; 


ref 
1074605 107593 


ref 
94 Thermobispora 
Pseudono 


ref 
68 Brachyspira murdochii DSM 12563 


ref 
13 Salana multivorans Bacteria; 


ref 
1225722 1227193 Isopte 
Micrococ 


ref 
strain DSM 44346 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; 


ref 
80 Amycolatopsis 


ref 
02 Atopobium parvulum Bacteria; 
obacterineae; 
ref 
1290453 1291853 Coryne 


1160739 1162206 Nakamu 
Actinobacteridae; Actinomycetales; 


Fr 


Mi 


Be 


Actinomycetales; Co 


NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028629.1 


ankineae; Na 
NR_027583.1 
cardineae; P 


NR_027570.1 


NR_025612.1 


crococcaceae 
NR_025495.1 


utenbergiace 
NR_025439.1 


cineae; 


NR_025393.1 
e 123486 
NR_025072.1 


Pseudonocar 
NR_026093.1 


Coriobacteri 
NR_027597.1 


Nocardia shimofusensis 


e; Nocardia. 
Nocardia asiatica 


e; Nocardia. 

Rhodococcus 
5 Rhodococcus 
bacterineae; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Nakamurella 

rella multipartita DSM 

kamurellaceae; 


Thermobispora bispora 
bispora DSM 43833 


seudonocardiaceae; 


Brachyspira murdochii 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Salana multivorans 


ae; Salana. 
Isoptericola 
ricola variabilis 


Promicromonosporaceae Hi 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Atopobium parvulum 


aceae; Atopobium. 
Corynebacterium 
bacterium urealyticum 


DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
293418 Bacteria_16S 1307428 1307455 2 29 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
293418 Bacteria_16S 1333528 1333555 2 29 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 
293418 Bacteria_16S 1350360 1350387 2 29 gi| 228720546 |ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
293418 Bacteria_16S 1389524 1389551 2 29 gi|228716586|ref|NR_027553.1| Bdellovibrio 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
Bdellovibrio. 
293418 Bacteria_16S 1421036 1421063 2 29 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
293418 Bacteria_16S 1425676 1425703 2 29 gi|224581441|ref|NR_027223.1| Streptomyces 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 


violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 
293418 Bacteria_16S 1427241 1427268 2 29 gi 
coelescens strain AS 4.1594 16S ribosomal RNA, partial 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

293418 Bacteria_16S 1439613 1439640 2 29 
strain LM 036 16S ribosomal RNA, partial sequence 


224581440 
sequence 


gi|224581428 
1439230 14407 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ref 


293418 Bacteria_16S 1451738 1451765 2 29 gi|224581419 
endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 

293418 Bacteria_16S 1453269 1453296 2 29 gi| 224581418 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 

293418 Bacteria_16S 1460684 1460711 2 29 
strain CCM 132 16S ribosomal RNA, partial sequence 


gi]224581412 
1460297 14618 


ref 
Actinomycetales; 
ref 
37 Lentzea violacea Bacteria; 
Actinosynnemataceae; 
Actinomycetales; 
ref 
Actinomycetales; Mi 


ref 
11 Kocuria carniphila Bacteria; 


NR_027222.1 
1426862 142837 


NR_027210.1 


NR_027200.1 
1451367 145284 


NR_027199.1 
1452894 145438 


NR_027193.1 


Streptomycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Lentzea violacea 


Lentzea. 
Micromonospora 
3 Micromonospora 


Micromonosporineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Kocuria carniphila 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

293418 Bacteria_16S 1474277 1474304 2 29 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

293418 Bacteria_16S 1488110 1488137 2 29 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

293418 Bacteria_16S 1494120 1494147 2 29 gi| 219846703 |ref|NR_026295.1| Couchioplanes 


caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal 


Actinomycetales; Micromonosporineae; Micromonosporaceae; 


293418 Bacteria_16S 1521027 1521054 2 29 gi|219857610 


pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Nocardia. 
293418 Bacteria_16S 1528693 1528720 2 29 gi|219857434|ref|NR_025022.1 


strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinoallomurus. 
293418 Bacteria_16S 1531740 1531767 2 29 gi| 219857427 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 
293418 Bacteria_16S 1536245 1536272 2 29 gi| 219857378 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial 
texasensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Saccharothrix. 

293418 Bacteria_16S 1537807 1537834 2 29 gi| 219857377 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Saccharothrix. 

293418 Bacteria_16S 1539367 1539394 2 29 gi 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 


219857376 
15389 
293418 Bacteria_16S 1540916 1540943 2 29 gi| 219857375 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Actinokineospora. 

293418 Bacteria_16S 1542476 1542503 2 29 gi| 219857374 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Actinokineospora. 

293418 Bacteria_16S 1555920 1555947 2 29 gi|219846194 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 

293418 Bacteria_16S 1557414 1557441 2 29 gi| 219846193 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 

293418 Bacteria_16S 1558908 1558935 2 29 gi|219846192 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 


RNA, partial sequence 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Couchioplanes 
ref 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 


ref 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 
Actinomycetales; 


ref 
sequence 1535864 153737 
Actinomycetales; 
ref 
Actinomycetales; 
ref 
86 1540484 Crossi 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ref 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 154204 
Actinomycetales; 
ref 
sequence 1542095 154360 
Actinomycetales; 
ref 
Actinomycetales; 
ref 


Actinomycetales; 


ref 


NR_025199.1 


Thermomon 


NR_025015.1 
153135 


NR_024966.1 
Pseudonoc 
NR_024965.1 


1537426 153893 
Pseudono 


NR_024964.1 


Pseudonocar 
NR_024963.1 


Pseudono 
NR_024962.1 
Pseudonoc 
NR_025784.1 
1555586 155703 
Streptomy 
NR_025783.1 


1557082 155852 
Streptomy 


1493762 1495216 


Nocardia 
6 Nocardia 
ebacterineae; 


Actinomadura spadix 


1528339 1529796 Actinoallomurus spadix Bacteria; 
Streptosporangineae; 


osporaceae; 


Micromonospora 
9 1532864 Micromonospora 


Micromonosporineae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


NR_025782.1 
1558576 156000 


Kitasatospora 
4 Kitasatospora 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


293418 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


293418 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


293418 Bacteria_16S 


strain JCM 9114 1 


strain DSM 40258 


tubercidicus stra 
tubercidicus Bact 


Streptomycetaceae; 
293418 Bacteria_16S 


subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 


293418 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 
Streptomycetaceae 


293418 Bacteria_16S 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 


293418 Bacteria_16S 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


293418 Bacteria_16S 


strain DSM 40597 
Actinobacteria; A 


293418 Bacteria_16S 


purpurogeneiscler 


Streptomycineae; 


293418 Bacteria_16S 


strain DSM 12798 
Actinobacteria; A 


293418 Bacteria_16S 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


293418 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


293418 Bacteria_16S 


aridum subsp. lar 


Actinomycetales; 


293418 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 
Kibdelosporangium 


293418 Bacteria_16S 


strain R2014 16S 
Actinobacteria; A 


Kibdelosporangium aridum subsp. 


; Kitasatospora. 
1560396 1560423 2 29 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1563330 1563357 2 29 gi 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 
1575419 1575446 2 


ta 


’ 


29 gi 
do 
1589204 1589231 2 29 gi 
Stre 
1590752 1590779 2 29 gi 
in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1592300 1592327 2 29 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1593846 1593873 2 29 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

1595393 1595420 2 29 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
1596941 1596968 2 


pt 
1 
7 


’ 


rt 
id 


v 
2 

- 

; 


v 


29 gi 
Stre 
1598489 1598516 2 29 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1600037 1600064 2 


pt 


p 
te 


’ 


29 gi 
ctinobacteridae; Actinomycetales; Stre 
1601585 1601612 2 29 gi 
oticus strain DSM 43156 16S ribosomal 


pt 
RN. 


Streptomycetaceae; 
1604690 1604717 2 


Streptomyces. 
29 gi 
ctinobacteridae; Actinomycetales; Micr 
1606231 1606258 2 29 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


oc 


qu 


v 


1662339 1662366 2 29 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1663879 1663906 2 29 gi 
gum strain SKF-AAD-609 16S ribosomal R 


s 
e; 


NA 
Pseudonocardineae; Pseudonocardiaceae; K 
1665403 1665430 2 29 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 
1668486 1668513 2 29 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 


gi 


no 


293418 Bacteria_16S 


219846147 
eq 


219846103 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
293418 Bacteria_16S 219878485 
16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


293418 Bacteria_16S 219878484 


219878483 


219878482 


19878481 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 


293418 Bacteria_16S 219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 


219878477 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 


219878472 


219878433 


219878432 


219878431 


219878429 
1668114 16695 


ref 
1560055 15614 
cetales; 


uence 
Actinomy 


ref 
nce 
ceta 


al seque 15629 


Actinomy les; 
ref 
nocardineae; 
ref 
40 Streptomyces 
e; S 
ref 

1590391 15918 
cetales; 


omycinea 


sequence 
Actinomy 


ref 
sequ 
erid 


partial 15919 


tinobact 


ence 


ref 
ence 
nomy 


15934 
cetales; 


ial sequ 
ae; Acti 


ref 
1595032 15965 
cetales; 


sequence 
Actinomy 


ref 
omycineae; S 
ref 


artial seque 
ridae; Actin 


981 
es; 


nce 15 
omycetal 


ref 
73 Streptomyces 
e; Streptomycet 
ref 
als 


omycinea 


A, parti equence 


ref 
05 Arthrobacter 
; Micrococcacea 
ref 

1605856 16073 
cetales; Microc 


occineae 


ence 
Actinomy 


ref a 
equence 1661967 16634 
Actinomycetales; 


ref 


, partial sequence 


ibdelosporan 
ref 
31 1666519 Kibde 
donocardineae; 


gium. 


16650 
Pseu 


e 
es; 


ref 


mycineae; Actinomycetac 


1672973 1673000 2 29 gi 


219878426 


ref 


NR_025737.1 
Coryne 
NR_025693.1 
Pseudo 
NR_024686.1 
26 Lentzea waywayandensis Bacteria; 
Actinosynn 


NR_025624.1 


treptomycet 
NR_025623.1 


Strept 
NR_025622.1 
ae; Actinomy 
NR_025621.1 
st 
NR_025620.1 
Strepto 
NR_025619.1 
77 Streptomyces niger Bacteria; 


treptomyceta 
NR_025618.1 


NR_025617.1 


NR_025616.1 


NR_025613.1 


NR_025611.1 


NR_025572.1 


Pseud 


NR_025571.1 


NR_025570.1 


NR_025568.1 
88 Actinomyces nasicola Bacteria; 


NR_025565.1 


8 


6 
n 


e 


a 


8 


fo} 


3 


8 
xr 


2 


2 


a 


e 


1 
° 


5 
fo} 


1 
P 


e 


b 


Streptomycineae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Lentzea waywayandensis 


mataceae; Lentzea. 
Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptomyces niger 

ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 


Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Actinomyces nasicola 


ae; Actinomyces. 


Amycolatopsis 


vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


293418 Bacteria_16S 
balhimycina strai 


1674496 1674523 2 29 gi 


balhimycina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 


293418 Bacteria_16S 
keratiniphila sub 


Actinomycetales; 


1675995 1676022 2 29 gi 


Pseudonocardineae; Pseudonocardiaceae; 


n DSM 44591 16S ribosomal RNA, partial sequence 


219878425 


219878424 


ref 
1674127 167557 
Actinomycetales; 


ref 
sp. nogabecina strain DSM 44586 16S ribosomal RNA, 
Amycolatopsis keratiniphila subsp. 


NR_025564. 


NR_025563. 


partial sequence 
nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Amycolatopsis. 


293418 Bacteria_16S 


1677512 1677539 2 


29 


gi|219878423 


decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 


decaplanina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 


293418 Bacteria_16S 
strain MG 417-CF 


Amycolatopsis. 
293418 Bacteria_16S 
rhodesiae strain 


Mycobacteriaceae; 
293418 Bacteria_16S 
strain DSM 44515 


293418 Bacteria_16S 


1679033 1679060 2 


1726357 1726384 2 


1729433 1729460 2 


1730945 1730972 2 


29 


17 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


29 


29 


29 


gi| 219878422 


gi| 219878390 


DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


gi|219878388 


16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219878387 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 


moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
293418 Bacteria_16S 


vaccimaxillae strain R10176 16S ribosomal RNA, partial 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
293418 Bacteria_16S 


cardiffensis strain CCUG 44997 16S ribosomal RNA, partial 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
293418 Bacteria_16S 


namibiensis strain HAG 010767 16S ribosomal RNA, partial 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 


1735499 1735526 2 


1738544 1738571 2 


1746236 1746263 2 


Thermomonosporaceae; Actinomadura. 


293418 Bacteria_16S 


1758501 1758528 2 


29 


29 


29 


29 


strain SPR2 16S ribosomal RNA, partial sequence 


293418 Bacteria_16S 


1759970 1759997 2 


29 


219878384 
sequence 


gi 


gi|219878382 


gi|219878376 


gi| 219878366 
1758120 17596 


gi| 219878365 


sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 


sacelli Bacteria; 
Brachybacterium. 
293418 Bacteria_16S 
fresconis strain 


Brachybacterium. 
293418 Bacteria_16S 


1761491 1761518 2 


1771869 1771896 2 


29 


29 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878364 


LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Act 


gi|219878355 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 


Actinobacteria; Actinobacteridae; Actinomycetales; 


293418 Bacteria_16S 


1773367 1773394 2 


29 


gi|219878354 


Actinomycetales; 


1678661 1680145 Amycol 
Pseudonocardineae; P 


inomycetales; 


Actinomycetales; 


Actinomycetales; 


sequence 1738160 173968 
Actinomycetales; Actinomycineae; 


sequence 
Actinomycetales; 


inomycetales; 


ref|NR_025562.1 
1677147 167861 
Pseudono 


ref|NR_025561.1 


ref|NR_025529.1 

1725987 172747 
Corynebact 
ref|NR_025527.1 
Mycobacteri 
ref|NR_025526.1 

1730570 173206 
Coryneba 


ref |NR_025523.1 
1735130 173662 
Actino: 


ref|NR_025521.1 


ref|NR_025515.1 
1745863 174730 
Streptos 


ref|NR_025505.1 


Gordoniacea 
ref|NR_025504.1 

1759669 176107 
Micrococcine 


ref|NR_025503.1 
1761124 176259 
Micrococci 


ref |NR_025494.1 
83 Streptomyces 


ref |NR_025493.1 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 


roseoviolaceus Ba 
Streptomycetaceae 


293418 Bacteria_16S 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


; Streptomyces. 

1774864 1774891 2 29 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 


1781047 1781074 2 29 


cteria; Actinobacteria; Actinobacteridae 


se 


219878353 
Actinomyc 


219878349 


sequence 


quence 


; Actinomycetales; 
ref 
etales; 


ref 


293418 Bacteria_16S 


strain 4-0 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ref 


293418 Bacteria_16S 


1799096 1799123 2 


29 


gi 


1773034 17744 


1774532 17759 


Strep 
NR_025492.1 


Streptom 


NR_025488.1 


8 


7 


Amycolatopsis 
5 Amycolatopsis 


Pseudonocardineae; 


Amycolatopsis 
1675626 1677096 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 


1 Actinomyces 


Actinomadura 
0 Actinomadura 
porangineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


e; Gordonia. 
Brachybacterium 

3 Brachybacterium 

ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 


neae; Dermabacteraceae; 


Streptomyces arenae 


arenae Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Streptomyces 
9 Streptomyces 


ycineae; 


Citricoccus muralis 


1780670 1782124 Citricoccus muralis Bacteria; 


gi| 219878336 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


ria; Actinobacteria; Actinobacteridae; 


1809878 1809905 2 29 


n R 5812 16S ribosomal RNA, partial sequ 
Actinomyc 


219878329 


ence 


etales; 


ref 


293418 Bacteria_16S 


strain Kb2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ref 


293418 Bacteria_16S 


1816018 1816045 2 


29 


gi 


Micrococcaceae 
NR_025475.1 


1798724 18001 


Micrococ 


NR_025468.1 


6 


; Citricoccus. 
Arthrobacter 

8 Arthrobacter 

cineae; Micrococcaceae; 


Gordonia westfalica 


1809512 1810989 Gordonia westfalica Bacteria; 


gi|219878325 


Gordoniacea 
NR_025464.1 


e; Gordonia. 


Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 


293418 Bacteria_16S 


scardovii strain 
scardovii Bacteri 
Bifidobacterium. 


293418 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


293418 Bacteria_16S 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


293418 Bacteria_16S 


halophila strain 
halophila Bacteri 
Pseudonocardiacea 


293418 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


293418 Bacteria_16S 


strain CCUG 41709 
Actinobacteria; A 


293418 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


293418 Bacteria_16S 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


293418 Bacteria_16S 


strain CCUG 41706 
Actinobacteria; A 


293418 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


293418 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


293418 Bacteria_16S 


strain CF-25 16S 
Actinobacteria; A 


293418 Bacteria_16S 


strain CF-43 16S 
Actinobacteria; A 


293418 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


1832822 1832849 2 29 gi 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


se 
Bif 
1852540 1852567 2 29 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1866317 1866344 2 29 gi 
4 16S ribosomal RNA, partial sequence 


s 
da 


1873917 1873944 2 29 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


s 
Ac 


1886300 1886327 2 29 gi 
DSM 44411 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
e; Saccharomonospora. 

1901534 1901561 2 29 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1907236 1907263 2 29 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1910235 1910262 2 29 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1925557 1925584 2 29 gi 
in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

1951542 1951569 2 29 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1953002 1953029 2 29 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

1954472 1954499 2 29 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1957447 1957474 2 29 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1958996 1959023 2 29 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1981830 1981857 2 29 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 


ia 
e; 


no 


ia 
e; 


ia 


’ 


no 


s 
Ac 


al 


v 
gi 


Micr 
gi 


oc 


Micr 
gi 


oc 


ng 


293418 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


293418 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


293418 Bacteria_16S 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


293418 Bacteria_16S 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 


1983415 1983442 2 29 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


ue 
ia 


1984999 1985026 2 29 gi 
Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


ue 
a; 


2030559 2030586 2 29 gi 
DSM 20132 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


219878313 


219878299 


219878290 


omonospori 
219878285 


219878274 
eq 


219878262 


219878258 


219878256 


219878244 


219878227 


219878226 


219878225 


219878223 
1957067 19585 


219878222 
1958616 19601 


219878207 
1981436 19829 


219878206 


219878205 


219878175 


ref |NR_025452.1 
1832458 183383 
riales; Bifidoba 


quence 
idobacte 


ref|NR_025438.1 
1852181 185367 
omycetales; Stre 


equence 
e; Actin 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025424.1 

1873541 187493 
tales; Micrococc 


18659 


equence 
tinomyce 


ref |NR_025413.1 
1885917 188742 


ales; Pseudonoc 


uence 
inomycet 


ref|NR_025401.1 
1 sequence 1901160 190257 
Actinomycetales; Actino 


ref|NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref |NR_025395.1 
1 sequence 1909867 191128 
Actinomycetales; Actino 


19068 
mycineae 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


1 sequen 
Actinomy 


ref |NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025365.1 

1952641 195404 
tales; Corynebac 


19511 
mycineae 


equence 
tinomyce 


ref |NR_025364.1 
e 1954098 195552 
cetales; Actinom 


sequenc 
Actinomy 


ref |NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref|NR_025361.1 
16 Arthrobacter 
; Micrococcaceae 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 
1983024 198455 
ccales; Sorangii 


occineae 


occineae 


iineae; 


nce 
Myxoco 


’ 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


nce 
Myxococ 


NR_025314.1 
2030195 203163 


ales; Corynebact 


uence 
inomycet 


2033572 2033599 2 29 


gi 


219878172 


ref|NR_025311.1 


a 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 

poraceae; Asanoa. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Actinomyces 

2 Actinomyces 

mycineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Corynebacterium 

7 Corynebacterium 

terineae; 


Actinomyces 
0 Actinomyces 


ycineae; 


Arthrobacter luteolus 


luteolus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Corynebacterium 
0 Corynebacterium 
erineae; 


2033216 203470 


Mycobacterium 
2 Mycobacterium 


smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


293418 Bacteria_16S 
strain CCUG 35957 
Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 2036650 2036677 2 29 
simulans strain U 
Bacteria; Actinob 
Corynebacterium. 
293418 Bacteria_16S 
stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae; 
293418 Bacteria_16S 
somaliensis strai 
somaliensis Bacte 
Streptomycetaceae; 
293418 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
293418 Bacteria_16S 
antarcticus strai 
Bacteria; Actinob 
293418 Bacteria_16S 2102624 2102651 2 
submarinus strain 6N 16S 
Bacteria; Proteobacteria; 
293418 Bacteria_16S 2110198 2110225 2 
strain DSM 43030 
Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 2131401 2131428 2 29 
tokaiense strain ATCC 27282 16S 
tokaiense Bacteria; Acti 
Mycobacteriaceae; Mycobacterium. 
293418 Bacteria_16S 2132904 2132931 2 
poriferae strain ATCC 35087 16S 
poriferae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
293418 Bacteria_16S 2138977 2139004 2 
palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 
Pseudonocardiaceae; Amycolatopsis. 
293418 Bacteria_16S 2149549 2149576 2 
strain YIM 90001 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 2161510 2161537 2 29 
strain F829 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 2167664 2167691 2 29 
strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 2173732 2173759 2 29 
aetherivorans strain 10b 
aetherivorans Bacteria; 
Nocardiaceae; Rhodococcus. 
293418 Bacteria_16S 2182845 2182872 2 
hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; Actinomyces. 

293418 Bacteria_16S 2232808 2232835 2 


2035124 2035151 2 29 


2053816 2053843 2 29 


Streptomyces. 


2056796 2056823 2 29 


Streptomyces. 


2058335 2058362 2 29 


Streptomyces. 


2065881 2065908 2 29 


29 


29 


29 


29 


29 


29 


29 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 2246427 2246454 2 29 

puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae; 
293418 Bacteria_16S 
luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae; 
293418 Bacteria_16S 


Streptomyces. 


2248004 2248031 2 29 


Streptomyces. 
2257192 2257219 2 


29 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 


16S ribosomal RNA, partial sequence 


CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 


n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ribosomal RNA, partial sequenc 
Deltaproteobacteria; Desulfov 


ribosomal RNA, partial 


nobacteria; Actinobacteridae; Act 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 


ribosomal RNA, partial 
Actinobacteria; Actinobacteri 


c312 16S ribosomal RNA, partial 
Actinobacteria; Actinobacterida 


ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


gi 


Micr 
gi 


gi 


gi 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 2109822 21113 


Stre 
gi 


gi 


gi 


gi 


osomal RNA, partial sequence 2149165 21506 


Pseu 
gi 


2161153 21625 


Cory 
gi 


2167280 21687 


Stre 
gi 


gi 


gi 


Cory 
gi 


219878171 
20347 
ococcineae 
219878170 
nce 20362 
ales; Cory 


ref 


7 Mi 
ref 


neba 
219878155 


al sequenc 
e; Actinomycet 


ref 


219878153 
sequence 
Actinomyc 


ref 
etal 
219878152 


sequence 
ridae; Act 


ref 


219878146 
ce 20655 
ales; Micr 
219878118 
e 21022 
ibrionales 
219873436 


ref 


ococ 
ref 


; De 
ref 


e; S 
ref 

2 
ales 


ptomycinea 
219857647 
sequence 

inomycet 


219857646 
sequence 
inomycet 


ref 
2 
ales 


219857642 
sequence 
dae; Actin 


ref 
2 
omyc 


219857635|ref 


donocardin 
219857627 


eae; 
ref 


nebacterin 
219857623 


eae; 
ref 


ptomycinea 
219857619|ref 
sequence 2 
e; Actinomycet 


e; S 


219857611 
quence 
e; Actinomycet 


ref 


ND 


219857577 
22324 
nebacterin 
219857568 
uence 

e; Actinomycet 


ref 


eae; 
ref 


gi 


219857567 
uence 
e; Actinomycet 


ref 


219857561|ref 


gi 


2056438 20579 
Streptomycineae; 


2057971 20594 
inomycetales; 


12 2067008 Micro 


11 2103776 Desul 


30 Streptomyces 


131039 21324 


132540 21339 


138615 21400 


69 Streptomyces 


173451 21748 


182453 21838 


22 2233905 Gordo 


NR_025310.1 


53 2036233 Rothia 
crococcaceae 


NR_025309.1 


84 2037751 Coryne 
Cc 


cterineae; 


NR_025294.1 


e 2053442 205491 
Strept 


ales; 


NR_025292.1 
2 
es; 


NR_025291.1 
6 
St 
NR_025285.1 
ie 
cineae; Micr 
NR_025257.1 
£ 
sulfohalobia 
NR_025250.1 


treptomyceta 
NR_025236.1 
8 
oa 


; Corynebac 


35.1 
8 


NR_0252 


; Corynebac 


cp iat 
4 


NR_0252 


etales; Pse 


NR_025224.1 


Pseudonocar 
NR_025216.1 


Nocardiacea 
NR_025212.1 


treptomyceta 
NR_025208.1 
5 
ales; Coryne 
NR_025200.1 
7 
ales; Actino 
NR_025165.1 
n 


iace 


NR_025149.1 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


’ 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
0 Streptomyces 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Mycobacterium 

9 Mycobacterium 

erineae; 


Mycobacterium 
9 Mycobacterium 


terineae; 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Rhodococcus 

9 Rhodococcus 

bacterineae; 


Actinomyces 
7 Actinomyces 
mycineae; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Streptomyces 

5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 


2256827 2258294 Streptomyces 
Streptomycineae; 


293418 Bacteria_16S 2260316 2260343 2 29 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

293418 Bacteria_16S 2305901 2305928 2 29 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

293418 Bacteria_16S 2310457 2310484 2 29 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

293418 Bacteria_16S 2324157 2324184 2 29 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

293418 Bacteria_16S 2342135 2342162 2 29 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
293418 Bacteria_16S 2346674 2346701 2 29 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

293418 Bacteria_16S 2348183 2348210 2 29 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

293418 Bacteria_16S 2383104 2383131 2 29 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

293418 Bacteria_16S 2421391 2421418 2 29 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

293418 Bacteria_16S 2437881 2437908 2 29 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 


strain AS4.1521 1 


6S ribosomal RNA, partial sequence 2437523 24389 


44 Nocardia beijingensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

293418 Bacteria_16S 2454687 2454714 2 29 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

293418 Bacteria_16S 2492287 2492314 2 29 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
293418 Bacteria_16S 2493773 2493800 2 29 gi|219857387|ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

293418 Bacteria_16S 2496669 2496696 2 29 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
293418 Bacteria_16S 2513455 2513482 2 29 gi|219857368|ref|NR_024956.1 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylani 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Pro: 
Xylanimicrobium. 

293418 Bacteria_16S 2516479 2516506 2 29 gi|219857366|ref|NR_024954.1 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 251756 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
Micrococcaceae; Arthrobacter. 

293418 Bacteria_16S 2517966 2517993 2 29 gi|219857365|ref|NR_024953.1 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 251909 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

293418 Bacteria_16S 2552235 2552262 2 29 gi| 219857342 |ref|NR_024930.1 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptacidiphilus. 

293418 Bacteria_16S 2553796 2553823 2 29 gi|219857341|ref|NR_024929.1 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptacidiphilus. 

293418 Bacteria_16S 2573814 2573841 2 29 gi|219857285|ref|NR_024916.1 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 


2573428 257495 


e; Rhodococcus. 
Xylanimicrobium 
microbium pachnodae 


micromonosporaceae 7 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Desulfovibrio 
7 Desulfovibrio 


aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 
293418 Bacteria_ 


strain FI-25796 1 


293418 Bacteria_ 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


293418 Bacteria_ 
strain DSM 43194 


293418 Bacteria_ 
strain DSM 44262 


293418 Bacteria_ 


strain CIP 103464 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


293418 Bacteria_ 
strain MS1-3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
293418 Bacteria_16S 


strain IFM 10088 


strain K97-0003 1 


Actinobacteridae; 


Nocardiaceae; 


Actinokineospora. 


293418 Bacteria_16S 


strain IFO 16295 


16S 2593876 2593903 2 29 gi 


16S 2609192 2609219 2 29 gi 


ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
16S 2610761 2610788 2 


29 gi 


16S 2612293 2612320 2 29 gi 


16S 2639879 2639906 2 29 gi 


16S ribosomal RNA, partial sequence 


16S 2677560 2677587 2 29 
ribosomal RNA, partial sequence 


gi 


2688059 2688086 2 29 gi 


2719532 2719559 2 29 gi 


ardia. 


2724120 2724147 2 29 gi 


2745105 2745132 2 
mal RNA, partial sequence 


29 gi 


2746505 2746532 2 29 gi 


dococcus. 


2759918 2759945 2 29 gi 


2770431 2770458 2 29 gi 


2771969 2771996 2 29 gi 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2773504 2773531 2 


v 


29 gi 


n N1165 16S ribosomal RNA, partial seq 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
293418 Bacteria_16S 
yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 
293418 Bacteria_16S 


rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 


6S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 
A1-17B 16S riboso 2744758 2746095 Ro 
Actinomycetales; Micrococcineae; Micr 
293418 Bacteria_16S 
baikonurensis str 
baikonurensis Bac 
Rho 
293418 Bacteria_16S 
terrae strain IFO 
Bacteria; Actinob 


ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 


15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 2770058 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
293418 Bacteria_16S 
venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 
293418 Bacteria_16S 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27 


JCM 4526 16S ribosomal RNA, partial s 


219857272 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 
219857259 
uence 


219857258 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


do 
219857257 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


do 
219857231 


ne 
219857204 


2677198 26786 
bacterin 


ne 
219857197 
891 
nebacte 
219857175 
al sequ 
ae; Act 


, 


219857172 

252 
omonosp 
219857157 


ococcac 
219857156 
equence 
e; Acti 


219857146 
ence 27595 
ales; P 


219857137 

715 
nebacte 
219857136 
equence 
Ac 


219857135 
746 


bacterin 


Actinomyc 


nocardin 


nocardin 


26395 
bacterin 


rin 


enc 
ino 


ori 
thi 


eae; 


nomycet 


seu 


rin 


tinomyce 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024890.1 

2608828 261032 
etales; Pseudono 
ref |NR_024889.1 
eae; Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024832.1 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


ref|NR_024800.1 


neae; Micromonos 
ref|NR_024785.1 
a aeria Bacteria 
; Rothia. 
ref|NR_024784.1 
2746146 274749 
ales; Coryne 


ref|NR_024774.1 
56 2761026 Actino 
donocardineae; A 
ref|NR_024765.1 
eae; Nocardiacea 
ref|NR_024764.1 


2771601 277308 
tales; Streptomy 


ref |NR_024763.1 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 

4 Nocardia 

ebacterineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Rothia aeria strain 
Actinobacteria; 


, 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Actinokineospora 
kineospora terrae 


ctinosynnemataceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 

Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces peucetius 


19 Streptomyces peucetius Bacteria; 


ceae; Streptomyces. 


Streptomyces platensis 


platensis Bacteria; 


ceae; 
Streptomyces 
6 Streptomyces 
ycineae; 


Streptomyces. 


Actinoplanes 
4 Actinoplanes 
onosporineae; 


Cryptosporangium 
5 2798614 


Actinoplanes lobatus 


36 Actinoplanes lobatus Bacteria; 


poraceae; Actinoplanes. 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
293418 Bacteria_16S 2775042 2775069 2 29 gi|219857133|ref|NR_024761.1 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
293418 Bacteria_16S 2776579 2776606 2 29 gi|219857132|ref|NR_024760.1 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 277769 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptom 
Streptomycetaceae; Streptomyces. 
293418 Bacteria_16S 2795984 2796011 2 29 gi|219857119|ref|NR_024747.1 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 279709 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microm 
Micromonosporaceae; Actinoplanes. 
293418 Bacteria_16S 2797506 2797533 2 29 gi|219857118|ref|NR_024746.1 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 279714 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
293418 Bacteria_16S 2799027 2799054 2 29 gi|219857117|ref|NR_024745.1 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
293418 Bacteria_16S 2800550 2800577 2 29 gi|219857116|ref|NR_024744.1 


Actinoplanes italicus 


strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


293418 Bacteria_ 
strain IFO 14915 


strain IFO 12512 


strain IFO 12702 


strain JCM 9312 1 


Catenuloplanes. 


293418 Bacteria_16S 
kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 
293418 Bacteria_16S 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 
strain MK703-102F 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
293418 Bacteria_16S 
capillaceus strai 


capillaceus Bacte 
Micromonosporacea 


293418 Bacteria_16S 


strain SJS0289-JS 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
293418 Bacteria_16S 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


293418 Bacteria_16S 


IFO 16102 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
293418 Bacteria_16S 


strain IFO 16068 


strain BS 16S rib 
Firmicutes; Clost 


293418 Bacteria_16S 
n A1201 16S ribosomal RNA, partial seq 


macrosporus strai 
mMacrosporus Bacte 
Streptomycetaceae 


293418 Bacteria_16S 


thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 


293418 Bacteria_16S 


strain 10.268-1 1 


16S 2802071 2802098 2 29 gi 


6S 2803592 2803619 2 29 gi 


6S 2805114 2805141 2 29 gi 


e; Actinoplanes. 


6S 2806636 2806663 2 29 gi 


e; Actinoplanes. 


6S 2808158 2808185 2 29 gi 


e; Actinoplanes. 


6S 2826188 2826215 2 29 gi 


2829262 2829289 2 29 gi 


2830761 2830788 2 29 gi 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2832299 2832326 2 29 gi 


16S ribosomal RNA, partial sequence 


’ 


2833834 2833861 2 29 gi 
1 16S ribosomal RNA, partial sequence 


2890875 2890902 2 29 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2906047 2906074 2 29 gi 
1 16S ribosomal RNA, partial sequence 
2937900 2937927 2 


29 gi 


Actinoalloteichus. 
2939418 2939445 2 
osomal RNA, partial sequence 


e; 


29 gi 


2954539 2954566 2 29 gi 


2975862 2975889 2 

osomal RNA, partial sequence 
ridia; Clostridiales; 
2977340 2977367 2 


29 gi 
Clostridiaceae; 
29 gi 


ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2978872 2978899 2 29 gi 
rain A1l484 16S ribosomal RNA, partial 


, 


Streptomyces. 
2984996 2985023 2 


’ 


29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


293418 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


293418 Bacteria_16S 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 


2986518 2986545 2 29 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

3022904 3022931 2 


29 gi 


16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_1 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_1 
derwentensis stra 
derwentensis Bact 
Micromonosporacea 
293418 Bacteria_1 
consettensis stra 
consettensis Bact 
Micromonosporacea 
293418 Bacteria_1 
campanulatus stra 
campanulatus Bact 
Micromonosporacea 
293418 Bacteria_1 


in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


n M338-M1 16S ribosomal RNA, partial s 


Stre 


cteria; Actinobacteria; Actinobacterid 


219857115 
0 
omonospo 
219857114 
0 
omonospo 
219857113 
1 sequen 
; Actino 


19857112 
seque 


2 
1 
; Actin 


219857111 
1 
, 


219856906 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
293418 Bacteria_16S 


kineae; 
219856904 


6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219856903 
equence 


219856902 


pt 
219856901 


ne 
219856862 
sequence 


219856852 
19856831 


n 
2 

1 

i 


219856830 


2939058 29405 
nocardin 


do 
219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
293418 Bacteria_16S 


ne 
219846939 


2975480 29769 
ostridiu 


cl 
219846938 
uence 


219846937 
sequence 
ae 


v 


219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
bacterin 


ne 
219846932 
ar 


dae; 


219846908 


31 
ri 


47 
ri 


ce 


my’ 


nce 
omy 


sequence 
Actinomy 


Sp 


omonospori 


Actinomyc 
28319 
omycinea 
28334 
bacterin 
Actinomyc 
29056 
ebacterin 


sequence 
Actinomy 


bacterin 


Actinomyc 


Actino: 


tial seq 
Actin 


ref |NR_024743.1 
80 Actinoplanes 


Actinoplanes humidus 
humidus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 

2804752 2806224 Actinoplanes 
cetales; Micromonosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
orichthyaceae; Sporichthya. 
ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 
neae; Micromonosporaceae; 
ref|NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 
etales; Streptomycineae; 


ref |NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref |NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024681.1 

2890502 289195 
etales; Micromon 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 

Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Actinoplanes 

8 Actinoplanes 

osporineae; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref |NR_024650.1 

2937540 293900 
cetales; Pseudon 


ref|NR_024649.1| Lentzea albida strain 

28 Lentzea albida Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref |NR_024639.1| Gordonia rhizosphera 

54 Gordonia rhizosphera Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref |NR_026531.1| Clostridium ultunense 

25 Clostridium ultunense Bacteria; 

m. 

ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 

etales; Streptomycineae; 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


Streptomyces 
0 Streptomyces 
tomycineae; 


ref|NR_026525.1| Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_026524.1] Rhodococcus 

uence 2986156 2987629 Rhodococcus 
omycetales; Corynebacterineae; 


ref|NR_026500.1| Gordonia 
3022528 3023984 Gordonia 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; Gor 


donia. 


293418 Bacteria_16S 3039632 3039659 2 29 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

293418 Bacteria_16S 3044200 3044227 2 29 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

293418 Bacteria_16S 3045732 3045759 2 29 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 

293418 Bacteria_16S 3092403 3092430 2 29 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 


strain TA68 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 


strain TAGA27 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 


strain F98.3HR69 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
293418 Bacteria_16S 3102948 3102975 2 29 gi| 219846853 |ref|NR_026445.1 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 310404 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Verrucosispora. 

293418 Bacteria_16S 3104463 3104490 2 29 gi|219846852|ref|NR_026444.1 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Strept 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
293418 Bacteria_16S 3132945 3132972 2 29 gi|219846833|ref|NR_026425.1 


strain HK1 0089 1 
Actinobacteria; A 


293418 Bacteria_16S 


DSM 11303 16S rib 
Deinococcus-Therm 


293418 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


293418 Bacteria_16S 


strain DSM 44267 
Actinobacteria; A 


293418 Bacteria_16S 


strain DSM 3963 1 
Deinococcus-Therm 


293418 Bacteria_16S 


strain M408/89/1 
Actinobacteria; A 
Corynebacterium. 


293418 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


293418 Bacteria_16S 
16S ribosomal RNA, partial sequence 3225149 32266 


strain DSM 11140 
Actinobacteria; A 


293418 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


293418 Bacteria_16S 


strain DSM 43067 
Actinobacteria; A 
Actinomadura. 


293418 Bacteria_16S 


strain 1A-C 16S r 
Actinobacteria; A 


293418 Bacteria_16S 


strain DSM 44140 
Actinobacteria; A 


ibosomal RNA, partial sequence 
Micr 
gi 


oc 
3093921 3093948 2 29 
ribosomal RNA, partial sequence 
Micr 
gi 


oc 


3098504 3098531 2 29 


6S ribo 


ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3321041 3321068 2 29 gi 


oc 


ctinobacteridae; Actinomycetales; Coryne 


293418 Bacteria_16S 


3092041 30935 


219846859 
3093562 30950 


219846856 
16S ribosomal RNA, partial sequence 3098122 30995 


somal RNA, partial sequence 3132587 31340 


3310081 33114 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


occineae; 


occineae; 


occineae; 


bacterin 


3330193 3330220 2 29 gi 


219846698 


ref 
28 Kocuria palustris Bacteria; 


ref 
44 Arthrobacter 


ref 
44 Gordonia hirsuta Bacteria; 
eae; 
ref 


Micrococcaceae 


NR_026451.1 
Micrococcaceae 
NR_026448.1 


Bogoriellaceae 


NR_026297.1 


Gordoniacea 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 


Kocuria palustris 


; Kocuria. 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Verrucosispora 
7 Verrucosispora 


nosporineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Demetria terragena 


43 Demetria terragena Bacteria; 


ctinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 
3146477 3146504 2 29 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
osomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
us; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
3148006 3148033 2 29 gi|219846823|ref|NR_026415.1| Corynebacterium 
51 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
3152603 3152630 2 29 gi|219846820|ref|NR_026412.1| Terracoccus luteus 


16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Terracoccus. 

3170901 3170928 2 29 gi|219846807|ref|NR_026399.1| Deinococcus grandis 
6S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
us; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

3201432 3201459 2 29 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 
16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

3205892 3205919 2 29 gi|219846784|ref|NR_026376.1| Corynebacterium 

S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

3225517 3225544 2 29 gi|219846770|ref|NR_026362.1| Janibacter limosus 


21 Janibacter limosus Bacteria; 


ctinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 

3240735 3240762 2 29 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
ibosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
ridia; Clostridiales; Clostridiaceae; Thermobrachium. 

3254235 3254262 2 29 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 

3310451 3310478 2 29 gi|219846713|ref|NR_026305.1| Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Gordonia hirsuta 


e; Gordonia. 


NR_026290.1 


Pilimelia terevasa 


strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 


293418 Bacteria_16S 


strain DSM 43039 


strain DSM 43151 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


293418 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


293418 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


293418 Bacteria_16S 


DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 


293418 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


293418 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


293418 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


293418 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


293418 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


293418 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


3331721 3331748 2 29 gi 


3333216 3333243 2 29 gi 


3334710 3334737 2 29 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3337714 3337741 2 29 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3339226 3339253 2 29 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

3340751 3340778 2 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


AS 
i 


al 
e; 


rt 
da 


29 gi 


3343797 3343824 2 29 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3345325 3345352 2 29 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 
al 


3346851 3346878 2 29 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3348377 3348404 2 29 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3357644 3357671 2 29 gi|2 
ain DSM 9573 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 

3365405 3365432 2 29 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 


ti 
Ea 


293418 Bacteria_16S 


strain M17C 16S r 
Actinobacteria; A 


293418 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


293418 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


293418 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


293418 Bacteria_16S 


strain DSM 20167 
Actinobacteria; A 


293418 Bacteria_16S 


strain DSM 20119 
Actinobacteria; A 


293418 Bacteria_16S 


strain DSM 20138 
Actinobacteria; A 


3377445 3377472 2 29 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3380514 3380541 2 29 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
3395550 3395577 2 29 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


oc 


al 


en 
al 
3398580 3398607 2 29 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


3400114 3400141 2 29 gi 


219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 


omonospori 
219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 


omonospori 
219846695 


sequence 


219846693 


sequenc 


219846692 


ial sequ 
e; Actin 


219846690 
3340376 3341852 Micro 
omonospori 


219846688 


33434 


es; Micr 


219846687 


33449 


es; Micr 


219846686 


33464 


es; Micr 


219846685 


33480 


es; Micr 


19846678 


sequence 


219846673 


al seque 
diales; 


219846664 
3377063 33785 


occineae 


219846662 


33801 


es; Cory 


219846648 


ce 33951 
es; Micr 


219846646 


equence 


Actinomyc 


219846645 


16S ribosomal RNA, partial sequence 3399736 34012 


ctinobacteridae; Actinomycetales; Microc 


3401640 3401667 2 29 gi 


occineae 


219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


ctinobacteridae; Actinomycetales; Micr 
3403178 3403205 2 29 gi 


oc 


occineae 


219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ctinobacteridae; Actinomycetales; Microc 


occineae 


293418 Bacteria_16S 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 


3404710 3404737 2 29 gi 


219846642 


Actinomy 


Actinomycet 


Actinomycet 


’ 


’ 


v 


’ 


ref 


neae 
ref 


neae 
ref 


ceta 


ref 


ref 
ence 
omyc 


ref 
mono 
neae 


ref 


ref 


ref 


ref 


ref 


re 
nce 
Clos 
ref 


ref 


ref 


etal 


ref 


ref 


ref 


ref 


v 


v 


3334351 33357 
les; 


ales; 


33388 
etales; 


spora rosar 
Micromono 


v 


osporineae; 


osporineae; 


osporineae; 


osporineae; 


3357257 33587 
ales; Micro 
£ 


33650 
tridiaceae; 


Dermacoccacea 
cterineae; 


cineae; 


3398202 33996 
es; Microco 


Micrococcacea 


Mi 


crococcacea 


Micrococcacea 


34043 


NR_026289.1 
10 Pilimelia anulata Bacteria; 
Micromonos 
NR_026288.1 
00 Actinoplanes 
Micromono 
NR_026287.1 


Micromo 


NR_026285.1 
e 3337354 33388 
Coryn 


NR_026284.1 
Cor 


NR_026282.1 


NR_026280.1 
22 3344899 Micromonospora inositola 
omon 


NR_026279.1 
50 3346425 Micromonospora aurantiaca 
omon 


NR_026278.1 
76 3347951 Micromonospora halophytica 
omon 


NR_026277.1 
02 3349477 Micromonospora coerulea 
omon 


NR_026270.1 


NR_026265.1 


NR_026256.1 
42 Kytococcus sedentarius Bacteria; 


NR_026254.1 
49 3381618 Gordo 
neba 
ref |NR_026240.1 
98 3396650 Promi 
ococ 


NR_026238.1 


NR_026237.1 
13 Arthrobacter 


NR_026236.1 
49 Arthrobacter 


NR_026235.1 
85 Arthrobacter 


NR_026234.1 


Pilimelia anulata 


poraceae; Pilimelia. 
Actinoplanes regularis 

regularis Bacteria; 

sporaceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


9 


Mycobacterium 
3 Mycobacterium 
bacterineae; 


1 
e. 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


6 
y 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


i 
s 


Micromonospora 
Micromonosporaceae; 
Micromonospora 
Micromonosporaceae; 
Micromonospora 
Micromonosporaceae; 
Micromonospora 


Micromonosporaceae; 


Brachybacterium 
0 Brachybacterium 
occineae; 


7 
Cc 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Kytococcus sedentarius 


3 


e; 


Kytococcus. 

Gordonia hydrophobica 
nia hydrophobica 
Gordoniaceae; Gordonia. 
Promicromonospora 


cromonospora citrea 


Promicromonosporaceae; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


8 
c 


Arthrobacter sulfureus 
sulfureus Bacteria; 

e; Arthrobacter. 
Arthrobacter oxydans 
oxydans Bacteria; 

e; Arthrobacter. 
Arthrobacter ilicis 
ilicis Bacteria; 

e; Arthrobacter. 
Arthrobacter 

36 3405815 Arthrobacter 


v 


’ 


’ 


histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


293418 Bacteria_16S 


strain DSM 20116 


3406236 3406263 2 29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


strain NCTC 10951 


3412367 3412394 2 29 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


293418 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


293418 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


293418 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


293418 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


293418 Bacteria_16S 


strain DSM 20315 


3415319 3415346 2 29 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3416785 3416812 2 29 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3447819 3447846 2 29 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3449386 3449413 2 29 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


v 


3452520 3452547 2 29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


protophormiae str 
protophormiae Bac 


3458599 3458626 2 29 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


293418 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


3460119 3460146 2 29 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


Micrococcaceae; Arthrobacter. 


293418 Bacteria_16S 


strain DSM 20546 


3461640 3461667 2 29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


polychromogenes s 
polychromogenes B 


3463163 3463190 2 29 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


293418 Bacteria_16S 


strain DSM 20545 


3464686 3464713 2 29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


293418 Bacteria_16S 


crystallopoietes 
crystallopoietes 


3466209 3466236 2 29 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3467731 3467758 2 29 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 


293418 Bacteria_16S 


strain DSM 20133 


3469257 3469284 2 29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


293418 Bacteria_16S 


strain DSM 43205 


3470775 3470802 2 29 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3472285 3472312 2 


29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


293418 Bacteria_16S 


strain DSM43338 


3473820 3473847 2 
16S ribosomal RNA, 


29 gi 
complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


293418 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


293418 Bacteria_16S 


3476870 3476897 2 29 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3478407 3478434 2 


29 gi 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 
occineae; 


oc 
219846636 
34120 
nomycineae 
219846634 
34149 
ales; Micr 
219846633 
tial seque 
ae; Actino 


v 


219846611 
sequence 
Actinomyce 


219846610 
34490 
ales; Stre 


219846608 


16S ribosomal RNA, partial sequence 3452140 34536 


ococcineae 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino 


v 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846598 

sequence 

Actinomyce 


219846597 
rtial sequ 


idae; Acti 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 
219846595 
sequence 

Actinomyc 


219846594 


16S ribosomal RNA, partial sequence 3471913 34733 


nebacterin 
219846593 
34734 
nebacterin 
219846591 
al sequenc 
e; 


219846590 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


293418 Bacteria_16S 


3479852 3479879 2 29 gi 


nomycineae 
219846589 


denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 


Actinomycet 


Actinomycet 


ref |NR_026233.1 
45 Arthrobacter 
3 Micrococcacea 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref 
nce 
myce 


NR_026225.1 
341641 
tales; Actin 
ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref|NR_026200.1 


; Micrococcacea 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref |NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref |NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 


; Micrococcaceae 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 
ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026187.1 

3470399 347186 
etales; Micrococ 
ref|NR_026186.1 
eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref |NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_026182.1 


; Actinomycetace 
ref|NR_026181.1 
3479494 348091 


Arthrobacter aurescens 


aurescens Bacteria; 
e: 


Arthrobacter. 
Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


’ 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
e: 


Micrococcus. 
Arthrobacter 
2 Arthrobacter 
occineae; 


v 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


79 Arthrobacter pascens Bacteria; 


; Arthrobacter. 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 
bacterineae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 
5 Actinomyces 


denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


293418 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
293418 Bacteria_16S 


strain DSM 40089 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


293418 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


293418 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


293418 Bacteria_16S 


strain DSM 44070 


Bacteria; Actinob 


Thermocrispum. 


293418 Bacteria_16S 


strain ATCC 51856 


Actinomyces. 
3481333 3481360 2 29 gi 
16S ribosomal RNA, partial sequence 

3484365 3484392 2 


29 gi 


3485932 3485959 2 29 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3490561 3490588 2 29 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3492098 3492125 2 29 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3493645 3493672 2 29 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3495025 3495052 2 29 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


v 


v 


3498064 3498091 2 29 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


293418 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


293418 Bacteria_16S 
in BM 1192/5 16S ribosomal RNA, partia 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


293418 Bacteria_16S 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


293418 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 


Streptomycetaceae; 
293418 Bacteria_16S 


thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 


293418 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


293418 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


293418 Bacteria_16S 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


293418 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


293418 Bacteria_16S 


3551482 3551509 2 29 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3601822 3601849 2 29 gi 


gi 


eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3616958 3616985 2 29 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3637917 3637944 2 29 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3639469 3639496 2 29 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 

3641038 3641065 2 29 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3644095 3644122 2 29 

S ribosomal RNA, partial sequence 


’ 


’ 


’ 


gi 


Stre 
3712315 3712342 2 29 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3713776 3713803 2 29 gi 
rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 

3721319 3721346 2 29 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3724376 3724403 2 29 gi 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 
bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 
293418 Bacteria_16S 


Stre 


3551089 35526 


3643713 36451 


219846588 

34809 

nomycineae 
219846586 


’ 


ptomycinea 
219846585 
sequence 
Actinomyc 


219846582 
sequence 
Actinomyce 


219846581 
sequence 
idae; Acti 


219846580 
sequence 
Actinomyce 


219846579 
34946 
ales; Pseu 
219846577 
34976 
nomycineae 
219846542 


v 


Caloramato 
219846505 
1 sequence 
; Actinomy: 


Yr. 


219846494 
ce 36165 
ales; Cory 
219846480 
sequence 
idae; Acti 


219846479 
rtial sequ 
acteridae; 


219846478 
quence 
e; 


219846476 


ptomycinea 
219846428 
ence 37119 
ales; Micr 


e; 


82 


219846427 
equence 
ae; Actino 


’ 


219846420 
ce 37209 


ales; Cory 


219846418 


verrucosospora strain A-184 16S ribosomal RNA, partial sequence 


verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporace 


ae; Actinomadura. 


ref 
66 3482380 Actin 
etac 
ref 
99 Streptomyces 
treptomycet 


nomy 
ref 
tale 


ref 


ref 


ref 


ceta 


ref 


nomy 
ref 
ence 
Act 
ref 


Actinomycet 


ref 


ref 


omon 


myce 


ref 


ref 


NR_026180. 


Actinomyc 


NR_026178. 


s 


es; Str 


cetales 


3493260 3 
S; Pseu 


4945 


cardineae; 


Actinomyc 


3601450 36029 
les; 


cterineae; 


3637554 36390 
cetales; 


36391 


3640656 36421 
ales; 


s 


3713392 Ac 


osporineae; 


3713443 37 
tales; M 


148 


cterineae; 


4870 
epto. 


NR_026172.1 
dono 
NR_026171.1 


39 3496156T 
dono 


hermo 


NR_026169.1 
92 3499120 Actin 
etac 
NR_026134.1 
03 Caloramator indicus Bacteria; 


NR_026097.1 
Actino: 
NR_026086.1 
66 3618027 Mycob 
neba 
NR_026072.1 
st 
NR_026071.1 
inomycetale 
NR_026070.1 
Strep 
NR_026068.1 
93 Kitasatospora 
treptomycet 
NR_026019.1 
tin 
NR_026018.1 
icr 
NR_026011.1 
52 3722442 Mycob 


neba 


NR_026009.1 


O: 
e 


a 


8 
c 


P 


fo} 


e 


4 


a 
M 


5 
xr 


0 


3 
t 


a 


fo} 


5 
° 


a 
M 


s: 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum 
crispum agreste 
seudonocardiaceae; 


agreste 


Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Caloramator indicus 


Actinomyces 
5 Actinomyces 


mycineae; 


Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 
Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Actinomadura 


3724040 3725450 Actinomadura 


Streptosporangineae; 


293418 Bacteria_16S 


strain FD 25934 1 


Actinomadura. 


293418 Bacteria_16S 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


293418 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


293418 Bacteria_16S 


strain IFO 15965 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
293418 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


293418 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


293418 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


293418 Bacteria_16S 


diastatochromogen 
diastatochromogen 
Streptomycetaceae 


293418 Bacteria_16S 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


293418 Bacteria_16S 


strain RL-34 16S 


3727290 3727317 2 29 gi 


Strept 
3728744 3728771 2 29 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 

3767322 3767349 2 29 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


1 


se 
a; 
3902678 3902705 2 29 gi 
ki 
3919179 3919206 2 
16S ribosomal RNA, 


29 gi 
complete sequence 
Stre 
3920760 3920787 2 29 gi 

16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


pt 


al 


3922341 3922368 2 29 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3923921 3923948 2 29 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3925502 3925529 2 29 gi 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 

3927082 3927109 2 29 gi 
in RL-110 16S ribosomal RNA, complete 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
3928663 3928690 2 


te. 


v 


le 
e; 


, 


, 


se 
i 


v 


29 gi 


id 


219846416 
6S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846415 
sequence 
Acti 


ae; 


219846386 


quenc 


219846293 
16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
293418 Bacteria_16S 


neae; 


219846281 


39 


39 


es; S 


219846279 
sequenc 
Actinomyc 


219846278 
te seque 


Actinomycet 


219846277 


compl 
ridae 


219846276 


quenc 
Actin 


219846275 


osporang 


Desulfo 


omycinea 
219846280 


ref|NR_026007.1 


ineae; 
ref|NR_026006.1 

3728410 372981 
nomycetales; 


ref|NR_025977.1 
3766971 376838 
vibrionales; Des 


e 


ref|NR_025883.1 


Cryptosporangiace 
ref|NR_025871.1 
87 3920316 Strep 
e; Streptomycet 
ref|NR_025870.1 
67 3921897 Strep 
ptomycineae; St 


187 


203 
tre 


ref|NR_025869.1 
e 3921948 392347 
etales; Strepto 


ref 
nce 


NR_025868.1 
392352 
ales; 


ref 
ete seq 
; Actin 


NR_025867.1 
uence 392511 
omycetales; 


ref|NR_025866.1 
3926691 392822 
cetales; Strepto 


e 
omy: 


ref|NR_025865.1 


Str 


rhe 
a 


re 
r 


Strept 


Actinomadura macra 


59 Actinomadura macra Bacteria; 
Thermomon 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Desulfovibrio 
7 Desulfovibrio 


ulfovibrionaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
a 


e; Cryptosporangium. 
Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


mycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


ribosomal RNA, 


complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


293418 Bacteria_16S 


strain CM2104 16S 


4011489 4011516 2 
ribosomal RNA, partial sequence 


29 


Actinobacteria; Actinobacteridae; Actinomycetales; 


293418 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


293418 Bacteria_16S 


strain JC1078 16S 
Actinobacteria; A 


293418 Bacteria_16S 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


293418 Bacteria_16S 
16S ribosomal RNA, partial sequence 4065569 40 


strain SEBR 2582 


Proteobacteria; D 


293418 Bacteria_16S 


strain AS 4.1860 
Actinobacteria; A 


293418 Bacteria_16S 


strain DSAl1 16S r 
Actinobacteria; A 


293418 Bacteria_16S 


strain W4937 16S 
Actinobacteria; A 


293418 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


3928271 39298 
Strept 
gi| 219846215 
4011119 40125 


omycinea 


00 Streptomyces scabiei Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025805.1| Janibacter melonis 
97 Janibacter melonis Bacteria; 


eltaproteobacteria; Desulfovibrionales; 


4074959 4074986 2 29 gi 


293418 Bacteria_16S 


strain CPJVR-H 16 
Actinobacteria; A 


Desul 


219846169 
16S ribosomal RNA, partial sequence 4074613 40 


669 
fov 


84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025759.1 
760 


Micrococcineae; Intrasporangiaceae; Janibacter. 
4038818 4038845 2 29 gi|219846197|ref|NR_025787.1| Mycobacterium 
LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
4053817 4053844 2 29 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
4058354 4058381 2 29 gi|219846181|ref|NR_025771.1| Citricoccus 
rain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
itricoccus. 
4065950 4065977 2 29 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 


longus Bacteria; 
ulfovibrio. 
Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

4111244 41112791 35 gi|219846144|ref|NR_025734.1| Kribbella solani 
ibosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
ctinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 

4115696 4115723 2 29 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

4124960 4124987 2 29 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
somal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 

Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

4126446 4126473 2 29 gi|219846132|ref|NR_025722.1| Streptomyces africanus 

S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 


ctinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomyceta 


ceae; Streptomyces. 


293418 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


293418 Bacteria_16S 


strain CA15-8 16S 


olivochromogenes 
olivochromogenes 
Streptomycetaceae 


293418 Bacteria_16S 


strain B7319 16S 


4187921 4187944 6 29 gi 


rochaetales; Brachyspiraceae; Brachyspir 
4199931 4199958 2 29 gi 
ribosomal RNA, partial sequence 
oc 
4201414 4201441 2 29 gi 
strain DSM 40451 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

4202912 4202939 2 29 

ribosomal RNA, partial sequence 


rt 
id 


’ 


gi 


219846084 
6S ribosomal RNA, partial sequence 4187537 41889 


a. 


219846075 
4199561 42010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 


occineae 


219846074 


ial sequ 
ae; Acti 


219846073 
4202580 42040 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
293418 Bacteria_16S 4204460 4204487 2 29 gi| 219846072 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 

293418 Bacteria_16S 4210521 4210548 2 29 gi|219846068 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Saccharothrix. 

293418 Bacteria_16S 618667 618695 1 29 gi| 265678639 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 61837 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacterium. 

293418 Bacteria_16S 217987 218012 4 29 gi| 265678917 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomy 
Planctomyces. 

293418 Bacteria_16S 350268 350293 4 29 gi| 265678824 


strain B 16S ribo 
Alphaproteobacter 


293418 Bacteria_16S 


strain AU476 16S 


strain CE2105 16S 


ia; Rhodobacterales; Rhodobacteraceae; P 
464773 464798 4 29 gi 
ribosomal RNA, partial sequence 
Rh 
629236 629261 4 29 


ribosomal RNA, partial sequence 


gi 


somal RNA, partial sequence 349928 351312 Parac 


aracoccu 


265678741 
464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
293418 Bacteria_16S 


odospiri 


265678631 
628893 63029 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
293418 Bacteria_16S 694433 694458 4 29 gi| 265678586 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; 
Planctomyces. 

293418 Bacteria_16S 948358 948383 4 29 gi| 265678413 


strain PHL 16S ri 
Proteobacteria; B 


293418 Bacteria_16S 


strain I-132 16S 


ATCC 
ATCC 


49989 strain 
49989 Bacter 


293418 Bacteria_16S 
6S ribosomal RNA, partial sequence 1646706 16481 


strain DSM 5901 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
293418 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


293418 Bacteria_16S 


strain SE3104 16S 
Proteobacteria; A 


293418 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


293418 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


293418 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


293418 Bacteria_16S 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1114220 1114241 2 23 gi 
ribosomal RNA, partial sequence 


ma. 


Ac 


1648545 1648570 4 29 gi 
ia; Rhodospirillales; Acetobacteraceae; 
1851183 1851208 4 29 gi 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 


2544656 2544681 4 29 gi 


Rh 


etaproteobacteria; Burkholderiales; Co 
3027414 3027439 4 29 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3051806 3051831 1 26 gi 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
3487498 3487525 2 29 gi 


ma 
ia 


tr 


v 


947973 94948 


monadace 


265678299 
1113840 11153 
Actinobacteria; Actinobacteridae; Actinomycetales; Kine 
293418 Bacteria_16S 


osporiinea 

1504588 1504613 1 26 gi| 219846440 
164-47 16S ribosomal RNA, partial sequence 

ia; Firmicutes; Clostridia; Clostridiales; Eubac 

1647048 1647073 4 29 gi|219878444 


etobacte 


219878443 
somal RNA, partial sequence 1648203 1649649 Stell 


Stella. 


219878301 
1850849 18521 


odospiri 


219857347 
16S ribosomal RNA, partial sequence 2544276 25457 


monadace 


219846905 


1 sequen 
idiales; 


219846887 
complete sequence 3051418 30529 


Pelobact 


219846584 


ref 


ref 


7 Mi 
ref 
ence 
nomy 
ref 


e; S 
ref 


etal 
ref 
etal 
ref 
ococ 
ref 
2 
ceta 
ref 
occu 
Ss. 


ref 


llac 
ref 


llac 
ref 


Pla 
ref 


ae; 
ref 


e; K 
ref 


teri 
ref 


race 
ref 
a hu 


ref 


llac 
ref 


ae; 
ref 


Pep 
ref 


erac 
ref 


31 Arthrobacter 


27 Streptomyces 


4204078 42055 


4210162 42115 


1 619715 Micro 


17606 21913 


694091 69553 


1504208 15055 


ce 3027026 30285 


NR_025674.1 


NR_025665.1 


crococcaceae 
NR_025664.1 

420108 
cetales; Str 


NR_025663.1 


treptomyceta 
NR_025662.1 
6 
es; Strepto 
NR_025658.1 
9 
es; Pseudono 
NR_028944.1 
b 
cineae; Micr 
NR_029225.1 
3 
les; Plancto 
NR_029129.1 
s kocurii Ba 


NR_029046.1 


eae; Inquili 
NR_028936.1 


eae; Roseosp 
NR_028891.1 
7 
nctomycetale 
NR_028715.1 


Acidovorax. 
NR_028600.1 


ineosporiace 
NR_026031.1 
5 
aceae; Eubac 
NR_025583.1 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


NR_025440.1 


eae; Roseosp 
NR_024935.1 


Acidovorax. 
NR_026497.1 
3 


tococcaceae; 
NR_026479.1 


eae; Malonom 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 


Streptomyces 
2 4202529 Streptomyces 
eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
5 Streptomyces 


mycineae; 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Planctomyces 
Planctomyces 


mycetaceae; 


Paracoccus kocurii 
cteria; Proteobacteria; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Planctomyces 
Planctomyces 

s; Planctomycetaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 
Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


ionas. 


NR_026176.1 


Actinotalea fermentans 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 3488602 Actinotalea fermentans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Actinotalea. 


293418 Bacteria_16S 3520775 3520800 1 26 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

293418 Bacteria_16S 3630349 3630374 1 26 gi|219846485|ref|NR_026077.1| Geobacter pelophilus 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 3631435 Geobacter pelophilus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

293418 Bacteria_16S 3965686 3965711 4 29 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

293418 Bacteria_16S 3977436 3977461 4 29 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

293418 Bacteria_16S 4037340 4037365 4 29 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

293418 Bacteria_16S 32281 32309 1 29 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

293418 Bacteria_16S 39575 39603 1 29 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

293418 Bacteria_16S 54943 54971 1 29 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

293418 Bacteria_16S 121755 121783 1 29 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
293418 Bacteria_16S 153570 153598 1 29 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

293418 Bacteria_16S 180959 180987 1 29 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

293418 Bacteria_16S 187186 187214 1 29 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

293418 Bacteria_16S 199372 199400 1 29 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

293418 Bacteria_16S 219577 219604 2 29 gi| 265678916 |ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

293418 Bacteria_16S 280139 280167 1 29 gi| 265678873 |ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

293418 Bacteria_16S 281653 281681 1 29 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

293418 Bacteria_16S 312123 312151 1 29 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

293418 Bacteria_16S 332053 332077 5 29 gi|265678839|ref|NR_029144.1]| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

293418 Bacteria_16S 377084 377112 1 29 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

293418 Bacteria_16S 387791 387819 1 29 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

293418 Bacteria_16S 423280 423308 1 29 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

293418 Bacteria_16S 529098 529118 2 22 gi|265678699|ref|NR_029004.1| Deinococcus indicus 


strain Wt/la 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 


Deinococci; 


Deinococcales; 


528726 530192 Deinococcus indicus Bacteria; 


Deinococcaceae; 


Deinococcus. 


293418 Bacteria_16S 541235 541263 1 29 gi| 265678691 |ref|NR_028996.1 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

293418 Bacteria_16S 564246 564274 1 29 gi|265678676|ref|NR_028981.1 
strain LV3 16S ribosomal RNA, partial sequence 563902 56532 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
293418 Bacteria_16S 683665 683693 1 29 gi| 265678593 |ref|NR_028898.1 


strain CK74 16S r 


ibosomal RNA, partial sequence 


683287 68472 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

293418 Bacteria_16S 685172 685200 1 29 gi| 265678592 |ref|NR_028897.1 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
293418 Bacteria_16S 704755 704783 1 29 gi| 265678579 |ref|NR_028884.1 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Fried: 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 

293418 Bacteria_16S 707579 707607 1 29 gi| 265678577 |ref|NR_028882.1 


strain 216 16S ri 


bosomal RNA, partial sequence 


707255 70861 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionib 
Luteococcus. 

293418 Bacteria_16S 798572 798600 1 29 gi| 265678513 |ref|NR_028816.1 
strain MOL361 16S ribosomal RNA, partial sequence 798207 79971 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacte 
293418 Bacteria_16S 838289 838317 1 29 gi| 265678487 |ref|NR_028790.1 
strain AC 615 16S ribosomal RNA, partial sequence 837961 83941 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
293418 Bacteria_16S 854790 854818 1 29 gi| 265678475 |ref|NR_028778.1 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Propionibacteriaceae; Propionibacterium. 

293418 Bacteria_16S 859476 859504 1 29 gi| 265678472 |ref|NR_028775.1 
strain K1 16S ribosomal RNA, partial sequence 859076 86059 

Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 
293418 Bacteria_16S 878955 878979 1 25 gi| 265678459 |ref|NR_028762.1 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 


Prochlorococcacea 


293418 Bacteria_16S 


strain VKM Ac-180 
Actinobacteria; A 


293418 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 


Saccharopolyspora. 
293418 Bacteria_16S 


VKM Ac-1401 16S r 
Actinobacteria; A 


293418 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


293418 Bacteria_16S 


strain LK2-10 16S 
Actinobacteria; A 
Micromonospora. 


293418 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


293418 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


293418 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


293418 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


293418 Bacteria_16S 


strain CCUG 33897 


Luteococcus. 


Prochlorococcus. 

886630 886658 1 29 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
888149 888177 1 29 gi 
-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


e; 


911190 911218 1 29 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
994568 994596 1 29 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 


gi 


1047936 1047964 2 29 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


1063078 1063106 1 29 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1136844 1136872 1 29 gi 
mal RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
1138395 1138423 1 29 gi 


Actinomycetales; Micrococcineae; Micr 
1200448 1200472 2 26 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1218490 1218518 1 29 gi 
16S ribosomal RNA, partial sequence 


265678453 

88624 
ococcineae 
265678452 
nce 88778 
ales; Pseu 


265678437 


910794 91228 


ococcineae 
265678381 
al sequenc 
tridiales; 


265678346 


1047573 10490 


omonospori 


265678335 
uence 


253680765 


1136447 1137959 Leifs 


obacteriac 
253680764 


omal RNA, complete sequence 1138010 1139535 Leifs 


obacteriac 
228715386 
ce 12000 
es; Synerg 
219878368 


acillaceae; 


ref 


7 Mi 
ref 


dono 


ref 
> Mi 
ref 


Clo 
ref 
neae 
ref 


; Al 
ref 
onia 
eae; 
ref 
onia 
eae; 
ref 


ista 
ref 


7 887732 Agrei 


3 889225 Sacch 


e 994185 99565 


1062699 10642 


61 1201579 Amino 


NR_028755.1 
a 
crobacteriac 
NR_028754.1 
a 
cardineae; P 
NR_028739.1 


crobacteriac 
NR_028683.1 
2 
stridiales F 


NR_028648.1 


; Micromonos 
NR_028637.1 
3 
icyclobacill 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_027531.1 
b 
ceae; Aminob 


Staphylococcus 
lococcus nepalensis 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 

Friedmanniella 


manniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Turicibacter sanguinis 


4 Turicibacter sanguinis Bacteria; 


r. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Propionibacterium 
Propionibacterium 

ionibacterineae; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


r. 
Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Acidaminobacter 
Acidaminobacter 

amily XII. Incertae 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Aminobacterium 
acterium colombiense DSM 
acterium. 


NR_025507.1 


Luteococcus sanguinis 


1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


293418 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


293418 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


293418 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


293418 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


293418 Bacteria_16S 


schleiferi subsp. 


subsp. urealyticu 
capitis subsp. ur 


293418 Bacteria_16S 


Cc 
Cc 


carnosus subsp. 
carnosus subsp. 


293418 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


293418 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


293418 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


293418 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


293418 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 
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inopinata strain 
Bacteria; Firmicu 
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lacusfryxellense 
lacusfryxellense 


293418 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


293418 Bacteria_16S 


strain P 297/02 1 


1223059 1223087 1 29 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1259236 1259256 2 22 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1269920 1269948 1 29 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


gi 


1316610 1316638 1 29 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1318154 1318182 1 29 gi 
coagulans strain GA 211 16S ribosomal 


gi 


Staphylococcus schleiferi subsp. coagulans Bacteria; 
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1319696 1319724 1 29 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1321238 1321266 1 29 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 
1328830 1328858 1 29 gi 
5 16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 
1431897 14319251 29 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1433429 1433457 1 29 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1478950 1478978 1 29 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1554497 1554525 1 29 gi 
AB04 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1631804 1631832 1 29 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1683667 1683695 1 29 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1685121 1685149 1 29 gi 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

1819083 18191111 29 
6S ribosomal RNA, 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


strain P 229/10 1 


1822140 1822168 1 
6S ribosomal RNA, 


29 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


293418 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


293418 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


293418 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 
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strain ET-5b 16S 
Firmicutes; Bacil 


293418 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


293418 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


293418 Bacteria_16S 


1883153 1883181 1 29 gi 


ridia; Clostridiales; Veillonellaceae; 
1893963 1893991 1 29 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 
1895541 1895569 1 29 gi 
eltaproteobacteria; Desulfobacterales; 
1968143 19681711 29 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
1977159 1977187 1 29 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
1978724 1978752 1 29 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
1980275 1980303 1 29 gi 
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219878346 
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ence 12588 
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sequence 

ia; Desulf 


228715851 
13177 
ales; Micr 
228715349 
RNA, part 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
219846090 

13284 
nellaceae; 
224581434 
ence 14315 
eptospiril 
224581433 


1433051 14345 


219878381 
ete sequen 
ococcus. 
219857209 
nce 15541 
illus. 
219878455 
ence 16314 
es; Erysip 
219878419 
rtial sequ 
tridiales; 
219878418 


1684753 16861 


219878323 


partial sequence 1818718 18201 
occineae; 


oc 
219878321 


partial sequence 1821775 18232 
occineae; 


oc 
219878277 


6S ribosomal RNA, partial sequence 1882756 18842 


Sporomusa 
219878268 
equence 

a; Desulfo 


219878267 


6S ribosomal RNA, partial sequence 1895145 18966 


Desulfoba 
219878216 


1967755 19691 


edis; Ther 
219878210 
19767 
ibrionales 
219878209 
19783 
acterales; 
219878208 


Firmicutes; 


ref|NR_025485.1 
a. 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 
ref|NR_027540.1 
ococ 
ref 
ial 


cineae; Trop 
NR_027521.1 
sequence 


ref 
uenc 
hylo 

ref 
quen 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
lococcus. 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027216.1 
17 1433000 Leptos 
lum. 


ref|NR_027215.1 


ref|NR_025520.1 
ce 1478573 148010 


ref |NR_024837.1 
24 1555535 Anoxyb 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025558.1 
ence 168328 
Clostridiaceae; 


v 
ref|NR_025557.1 


ref |NR_025462.1 
91 Plantibacter 
; Microbacteriac 
ref|NR_025460.1 


crobacteriac 
NR_025416.1 


7 Mi 
ref 


ref|NR_025407.1 
1893578 189509 
vibrionales; Des 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025355.1 


micanus. 
ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref |NR_025347.1 


Bacillales; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 

Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 

Staphylococcus 

1317758 1319249 
Staphylococcus. 

Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Dialister invisus DSM 
ter invisus DSM 15470 


Leptospirillum 
pirillum ferrooxidans 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Anoxybacillus 
acillus ayderensis 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Clostridium 
5 1684702 Clostridium 

Clostridium. 

Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 

Arcanobacterium 


haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 


haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 


293418 Bacteria_16S 
hesperidum strain 
Bacteria; 
293418 Bacteria_16S 
granulosum strain 


293418 Bacteria_16S 
avidum strain DSM 


Propionibacterium. 


2032034 2032062 1 


2078177 2078205 1 


2081289 2081317 1 


29 


FR-11 16S ribosomal RNA, partial sequence 20 
Firmicutes; Bacillales; Alicyclobacillaceae; 


29 


DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


29 


4901 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219878174 
316 


gi 


Al 
219878137 
sequence 


gi 


219878135 
20809 


gi 


icyclobacillus. 


Actinomycetale 


Propionibacterineae 


ref |NR_025313.1 
81 2033165 Alicyc 


ref|NR_025276.1 
2077807 207932 
s; Propionib 


ref|NR_025274.1 
23 2082426 Propio 
7 


Alicyclobacillus 


lobacillus hesperidum 


Propionibacterium 


0 Propionibacterium 
acterineae; 


Propionibacterium 


nibacterium avidum 
Propionibacteriaceae; 
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strain SW-72 16S 
Firmicutes; Bacil 


293418 Bacteria_16S 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiaceae; 
293418 Bacteria_16S 


strain YIM 21741 


gubbeenense strai 


2094974 2095002 1 29 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2166149 2166177 1 29 


gi 


gi 


Pseudonocardia. 


2228253 2228281 1 29 gi 


2237412 2237440 1 29 gi 
Firmicutes; 
2328575 2328603 1 


Clostridia; 


29 gi 


gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 
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strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


293418 Bacteria_16S 


Microbacterium. 
2357329 2357357 1 29 gi 
16S ribosomal RNA, partial sequence 


2358844 2358872 1 29 gi 


australiense strain LCDC-98A072 16S ribosomal RNA, part 


australiense Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 


293418 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


293418 Bacteria_16S 


strain ATCC 17747 
Firmicutes; 


viterbiensis stra 


strain KCTC 3666 
Firmicutes; Bacil 


293418 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


293418 Bacteria_16S 


Clostridia; 
293418 Bacteria_16S 2 

in JW/MS-VS5 16S ribosomal RNA, partial 
viterbiensis Bacteria; cB 
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2381572 2381600 1 29 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2402800 2402828 1 29 gi 
16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 
2405899 2405927 1 29 gi 


gi 


Clostrid 
gi 


Firmicutes; 
2450089 2450117 1 


Clostridia; 
29 


lales; Thermoactinomycetaceae; Laceyel 
2534686 2534714 1 29 gi 


Friedmanniella. 


2569152 2569180 1 29 gi 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial 


frigidicarnis Bac 


293418 Bacteria_16S 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 
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taberi strain DSM 


Clostri 
gi 


teria; Firmicutes; 
2587657 2587685 1 


Clostridia; 
29 


Friedmanniella. 
2666934 2666962 1 29 gi 
43856 16S ribosomal RNA, partial sequ 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Saccharopolyspora. 
293418 Bacteria_16S 


2679091 2679119 1 29 gi 


juripiscarius strain IS40-3 16S ribosomal RNA, partial 


juripiscarius Bac 


293418 Bacteria_16S 


teria; Firmicutes; Bacillales; 
2682188 2682216 1 29 


gi 


s strain SL-1 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacter 


Clostrid 
219857510 


acteria; Actinobacteridae; Actinomycetal 


Bacillace 
219857201 


ia 


Vv 


la 


se 
di 


en 
al 


se 


occ 


enc 
ial 


se 


es; 


ls 
Act 


eil 


nce 
ino 


que 
ale 
nce 


ino 


ce 
es; 


que 
ae; 


219878125 
2094597 20961 


219857624 
sequenc 
idae; Ac 


219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
293418 Bacteria_16S 
californiensis strain APO 16S ribosomal RNA, partial sequ 
californiensis Bacteria; 
293418 Bacteria_16S 
n LMG S-19263 16S ribosomal RNA, partial 


ineae 


219857574 


e 


es; C 


quenc 


Actinomyc 


219857489 


23569 


Propionibacterineae; 


219857488 


equen 


inomyceta 


219857472 
2381197 23827 


219857458 


24024 
lonel 


19857456 
sequence 
ales 
219857419 
16S ribosomal RNA, partial sequence 2449732 24511 


7 Clo 


219857354 
Ben 108 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 


mycet 


219857288 


nce 


s; Cl 


219857276 
Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 


mycet 


219857212 


26665 
Pseu 


219857203 


nce 
Lent 


straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 


straminisolvens B 


acteria; Firmicutes; Clostridia; 


Clostridiales; 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


ref|NR_025168.1| Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_025162.1| Tindallia 

2237029 2238483 Tindallia 
lostridiaceae; Tindallia. 
ref|NR_025098.1| Microbacterium 

e 2328328 2329644 Microbacterium 
etales; Micrococcineae; 


ref|NR_025077.1| Propioniferax innocua 
68 2358432 Propioniferax innocua 
Propionibacteriaceae; 


ref|NR_025076.1| Propionibacterium 
ce 2358483 2359951 Propionibacterium 
les; Propionibacterineae; 


ref|NR_025060.1| Bacillus jeotgali 
01 Bacillus jeotgali Bacteria; 


ref|NR_025046.1| Veillonella criceti 
23 2403914 Veillonella criceti Bacteria; 
la. 
ref|NR_025044.1] Caloramator 

2405537 2407016 Caloramator 
stridiaceae; Caloramator. 
ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


ref|NR_024942.1| Friedmanniella 
2534307 2535783 Friedmanniella 
ales; Propionibacterineae; 


ref|NR_024919.1| Clostridium 
2568768 2570248 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_024907.1| Friedmanniella 
2587275 2588749 Friedmanniella 
ales; Propionibacterineae; 


ref|NR_024840.1] Saccharopolyspora 
99 2668066 Saccharopolyspora taberi 
donocardineae; Pseudonocardiaceae; 


Lentibacillus 
9 Lentibacillus 


ref |NR_024831.1 
2678696 268021 
ibacillus. 
ref|NR_024829.1| Clostridium 
2681812 2683258 Clostridium 
Clostridiaceae; Clostridium. 


293418 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


293418 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 
Firmicu 
293418 Bacteria_16S 


Bacteria; 


sendaiensis strai 
sendaiensis Bacte 


293418 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


293418 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


293418 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


293418 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


293418 Bacteria_16S 


strain IFO 16238 


strain IFO 16235 


weihenstephanensi 
weihenstephanensi 


293418 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


293418 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


293418 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


293418 Bacteria_16S 
16S ribosomal RNA, partial sequence 2901061 29025 


strain IAM 14851 


2698428 2698456 1 29 gi 
laceae; Bacillus. 
2722554 2722582 1 29 gi 
tes; Bacillales; Alicyclobacillaceae; 
2728733 2728761 1 29 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2755391 2755415 2 26 gi 
ToBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2784044 2784072 1 29 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
Okibacterium. 

2785598 2785626 1 29 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2787179 2787207 1 29 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 
2838339 2838367 1 29 gi 


’ 


, 


2839902 2839930 1 29 gi 


2869287 2869315 1 29 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2874035 2874063 1 29 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2878756 2878784 1 29 gi 


Al 


ia 


ia 
cl 


oc 


oc 


ar 
ci 
219856875 


enc 
ill 


e 
ale 


ls 
Act 


ls 
oba 


lla 


icycl 

219857168 
qu 
ac 


219857189 
2698052 2699555 Ba 


219857173 


27221 


e 


ac 


at 
Ss; 


549 


eq 
in 


219857126 
uen 
lla 

219857125 
ce 
Al 


eq 
ci 


27867 


icycloba 
219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 


occineae 
219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
293418 Bacteria_16S 


occineae 
219856878 
tial seq 


ceae; 


sequence 


bacillus. 
219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


laceae; Bacillus. 
2898401 2898429 1 29 gi| 219856857 |ref|NR_024676.1 
n Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Microp 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
2901446 2901474 1 29 gi|219856855|ref|NR_024674.1 


cil 


oba 


eae 
219857149 
nc 
er 

219857127 
uen 
omy: 


Th 


ref 
lus 


NR_024817.1 
asahii Bacte 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024717.1 
> Mi 
ref 


crobacteriac 
NR_024716.1 


> Mi 
ref 


uenc 


crobacteriac 
NR_024697.1 
e 286889 
Bacillus; Bacil 
ref |NR_024694.1 

2873633 287517 


ref 
lus 


NR_024691.1 
flexus Bacte 


Bacillus asahii strain 
ria; Firmicutes; 


Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Okibacterium 
8 Okibacterium 
ccineae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Pullulanibacillus 

2 Pullulanibacillus 


Bacillus flexus strain 
ria; Firmicutes; 


Micropruina 
ruina glycogenica 


Nocardioidaceae; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
293418 Bacteria_16S 2909137 2909165 1 20 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

293418 Bacteria_16S 2912223 2912251 1 29 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

293418 Bacteria_16S 2913767 2913795 1 29 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

293418 Bacteria_16S 2956055 2956083 1 29 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

293418 Bacteria_16S 2968175 2968203 1 29 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 

293418 Bacteria_16S 2969702 2969730 1 29 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

293418 Bacteria_16S 2998675 2998703 1 29 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

293418 Bacteria_16S 3035069 3035097 1 29 gi|219846899|ref|NR_026491.1] Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


293418 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


293418 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


293418 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


293418 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


293418 Bacteria_16S 


histidinovorans s 
histidinovorans B 


293418 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


293418 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


293418 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


293418 Bacteria_16S 


strain DSM 43764 


Actinomadura. 


293418 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


293418 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


293418 Bacteria_16S 


acetireducens str 
acetireducens Bac 


293418 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


293418 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


293418 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


293418 Bacteria_16S 


strain DSM 7486 1 
Actinobacteria; A 


293418 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


293418 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


293418 Bacteria_16S 


homopropionicum s 
homopropionicum B 


293418 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


293418 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


293418 Bacteria_16S 


3036592 3036620 1 29 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3078832 3078860 1 29 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3080408 3080436 1 29 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3081984 3082012 1 29 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


3087989 3088017 1 29 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3101437 3101465 1 29 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3151052 3151072 2 22 gi 
in KMS2 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


3167869 3167889 2 22 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 

3252740 3252764 5 29 gi 


Stre 


3359208 3359232 2 26 gi 
in CNRZ 925 16S ribosomal RNA, partial 


Brachybacterium. 


3374356 3374384 1 29 gi 
ridia; Halanaerobiales; Halobacteroida 
3482818 3482846 1 29 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


3501025 3501053 1 29 gi 


ridia; Clostridiales; Clostridiaceae; 
3508559 3508587 1 29 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 

3511603 35116311 29 gi 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


’ 


’ 


3514649 3514677 1 29 gi 
ctinobacteridae; Actinomycetales; Micr 
3523810 3523838 1 29 gi 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 

3528399 3528427 1 


La 

e; 
29 gi 
ridia; Clostridiales; Clostridiaceae; 

3529897 3529925 1 29 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3531425 3531453 1 29 gi 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3532872 3532900 1 29 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; 
3583267 3583295 1 


gi 


Clostridiaceae; 
29 gi 


3101054 31025 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


eria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 3374001 33754 


6S ribosomal RNA, partial sequence 3500724 35020 


6S ribosomal RNA, partial sequence 3514284 35157 


6S ribosomal RNA, partial sequence 3528019 35294 


3531057 3532455 Sarci 


3532506 35339 


219846898 
sequence 
iales; Clo 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 

equence 
eria; Desu 


219846863 
1 sequence 
ridiales; 

219846854 


Tindallia. 
219846821 
uence 
ria; Desul 
219846809 
sequence 
Deinococca 
219846752 
ptosporang 
219846677 
sequence 
; Actinomy 


219846667 


ceae; Oren 
219846587 
al sequenc 
diales; Cl 
219846575 


Clostridiu 
219846570 
1 sequence 
; Actinomy 


219846568 
quence 
tinomyceta 


219846566 


ococcineae 
219846560 
equence 
tinomyceta 


219846557 
Clostridiu 
219846556 
ial sequen 
ridiales; 

219846555 
219846554 


Sarcina. 


ref|NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 
3081609 308313 


lfurellales; Des 


ref|NR_026455.1 
3087607 308909 

Clostridiaceae; 

ref |NR_026446.1 


ref |NR_026413.1 
150676 315218 


fovibrionales; D 


Ww 


ref|NR_026401.1 
167516 316898 
les; Deinococcac 
ref |NR_026344.1 
26 Actinomadura 


ineae; Thermomo 


Ww 


n 


NR_026269.1 
3358821 336033 
les; Microco 
ref |NR_026259.1 
ia. 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026167.1 


m. 
ref|NR_026162.1 

3508192 350966 
cetales; Microco 


ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026152.1 

3523483 352488 
les; Pseudonocar 
ref|NR_026149.1 
m. 
ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026147.1 
na maxima Bacter 


ref|NR_026146.1 


219846520 


thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


Clostridium 
6 Clostridium 
stridium. 
Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Natronincola 
0 Natronincola 
Natronincola. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 
Brachybacterium 
2 Brachybacterium 


ccineae; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Clostridium 
2 Clostridium 
ostridium. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 

Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


ref|NR_026112.1 
3582883 358438 


Clostridium 
5 Clostridium 


293418 Bacteria_16S 3587905 3587933 1 29 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
293418 Bacteria_16S 3631874 3631902 1 29 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
strain Dfrl 16S ribosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

293418 Bacteria_16S 3698754 3698782 1 29 gi|219846437|ref|NR_026028.1| Desulfomicrobium 


apsheronum strain 
Proteob 
293418 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 


Bacteria; 


Geobacter. 


293418 Bacteria_16S 


strain AW 25 1 
Firmicutes; 


Bacil 
293418 Bacteria_16S 


1105 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfovib 
3771842 3771870 1 29 gi 
train H2 16S ribosomal RNA, partial sequ 
acteria; Proteobacteria; Deltaproteobact 


3844604 3844632 1 29 

ribosomal RNA, partial sequence 
lales; Staphylococcus. 
4023579 4023607 1 


gi 
6s 


29 gi 


219846383 


219846332 
3844228 38456 


219846207 


e 36983 
rionales; 


ence 


eria; De 


59 3699831 Desul 
ref 
sulf 


ref 
97 Staphylococcus warneri Bacteria; 


ref 


f 
sulfomicrobi 
NR_025974.1 
3771473 377289 
uromonadales 


De 


NR_025922.1 


NR_025797.1 


omicrobium apsheronum 

aceae; Desulfomicrobium. 
Geobacter 

0 Geobacter 

; Geobacteraceae; 


Staphylococcus warneri 


Agromyces salentinus 


strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
293418 Bacteria_16S 4040357 4040385 1 29 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

293418 Bacteria_16S 4041815 4041843 1 29 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

293418 Bacteria_16S 4047928 4047956 1 29 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

293418 Bacteria_16S 4050864 4050892 1 29 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

293418 Bacteria_16S 4070458 4070486 1 29 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

293418 Bacteria_16S 4172648 4172676 1 29 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

293418 Bacteria_16S 4183357 4183385 1 29 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 


thalassicus Ba 


293418 Bacteria_16S 


strain ATCC 29 
Bacteria; Bact 


293418 Bacteria_16S 


strain G2 16S 
Firmicutes; Ba 


293418 Bacteria_16S 


JMM-4 16S ribo 
Bacillales; Ba 


293418 Fungi_16S 


strain IFM 100 
Actinobacteria 


293418 Fungi_16S 


strain IFM 078 
Actinobacteria 


293418 Fungi_16S 


strain IFM 057 
Actinobacteria 


293418 Fungi_16S 


strain IFM 100 
Actinobacteria 


293418 Fungi_16S 


strain YZ-96 1 
Actinobacteria 


293418 Fungi_16S 


strain IFM 024 
Actinobacteria 


293418 Fungi_16S 


strain IFM 100 
Actinobacteria 


cte Firmicutes; Clostridia; Clostridial 
4192523 41925511 29 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
4197005 4197033 1 29 
ribosomal RNA, partial sequence 


cillales; Bacillaceae; Anoxybacillus. 


ria; 


799 


ero Bact 


gi 


219846077 
4196627 41980 


es; 


41921 
eroidace 


293418 Fungi_16S 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 


4221271 4221299 1 29 gi|219846060|ref|NR_025650.1 
somal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacte 
cillaceae; Anaerobacillus. 

383 410 2 29 gi| 265678352 |ref|NR_028654.1 
35 16S ribosomal RNA, partial sequence 1 1514 
; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

1892 1919 2 29 gi|265678351|ref|NR_028653.1 
4 16S ribosomal RNA, partial sequence 1564 3016 
; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

3430 3457 2 29 gi|265678350|ref|NR_028652.1 
5 16S ribosomal RNA, partial sequence 3067 4565 
; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

4990 5017 2 29 gi| 265678349 |ref|NR_028651.1 
84 16S ribosomal RNA, partial sequence 4616 6112 
; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

6546 6573 2 29 gi| 265678348 |ref|NR_028650.1 
6S ribosomal RNA, partial sequence 6163 7670 
; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

8048 8075 2 29 gi| 265678342 |ref|NR_028644.1 
5 16S ribosomal RNA, partial sequence 7721 9123 
; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

9534 9561 2 29 gi|219857197|ref|NR_024825.1 
88 16S ribosomal RNA, partial sequence 9174 10588 
; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

11015 11042 2 29 gi| 219857175 |ref|NR_024803.1 


Peptostreptococcace 
219846080 |ref 
39 4193621 Bacter 
ae; 
ref 
08 Anoxybacillus 


a 
NR_025670.1 


Bacteroides. 
NR_025667.1 


e; Tepidibacter. 
Bacteroides capillosus 
oides capillosus 


Anoxybacillus gonensis 
gonensis Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 


12137 


Nocardia 
Nocardia 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 


305824 Bacteria_16S 
F186 16S ribosoma 
Alphaproteobacter 
305824 Bacteria_16S 
strain PL7HG1 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
305824 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
305824 Bacteria_16S 
oligotrophica str 
oligotrophica Bac 
305824 Bacteria_16S 
yuanmingense stra 
yuanmingense Bact 


Bradyrhizobium. 


305824 Bacteria_16S 
faecalis strain g 
Proteob 
305824 Bacteria_16S 
rhenobacensis str 
rhenobacensis Bac 


Bacteria; 


Rhodopseudomonas. 


305824 Bacteria_16S 
hamburgensis stra 
Proteob 
305824 Bacteria_16S 
strain AN1 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
305824 Bacteria_16S 
strain 941 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
305824 Bacteria_16S 


Bacteria; 


aquaticum strain 
Bacteria; 


Methylobacterium. 


305824 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


305824 Bacteria_16S 


strain AS130 16S 


populi BJ001 16S 
Bacteria; Proteob 


305824 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


305824 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


305824 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


305824 Bacteria_16S 


strain 63287 16S 


carboxydohydrogen 
carboxydohydrogen 


Proteob 
305824 Bacteria_16S 
extorquens strain 
extorquens Bacter 


254353 254269 6 

1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
382912 382828 6 88 gi 
ribosomal RNA, partial sequence 


88 gi 


2301013 2300929 6 88 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
3911634 3911551 6 87 gi 


teria; Proteobacteria; Alphaproteobact 
869922 869841 6 85 gi 


eria; Proteobacteria; Alphaproteobacte 


1572116 1572033 6 87 gi 
c 16S ribosomal RNA, partial sequence 


1056707 1056623 6 88 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1364964 1364880 6 88 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2567415 2567340 6 79 gi 
bosomal RNA, partial sequence 
Brady 
352905 352822 6 87 gi 
bosomal RNA, partial sequence 
Hypho: 
4240522 4240478 44 88 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
3938669 3938626 44 87 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


1938866 1938824 46 88 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


354325 354285 47 87 
ribosomal RNA, partial sequence 


gi 


415393 415349 44 88 

ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
824276 824232 44 88 gi 


gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
825778 825734 44 88 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
1396640 1396600 44 84 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


2299507 2299463 44 88 
ribosomal RNA, partial sequence 


gi 


2859711 2859672 47 86 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 


305824 Bacteria_16S 


254252 255652 Afipi 
382807 38428 
rhizobiace 
2300928 2302353 Afipi 


ain S58 16S ribosomal RNA, partial seq 


in BO71 16S ribosomal RNA, partial seq 


acteria; Alphaproteobacteria; Rhizobia 


2567339 25687 


352821 35423 


354284 35569 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
305824 Bacteria_16S 
415329 41680 


824212 825662 Bosea 


825713 827158 Bosea 


2299447 23008 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
305824 Bacteria_16S 


265678892 


ipia. 
265678799 


219857529 


ipia. 
219846286 
uence 
eria; Rhiz 
265678465 
uence 
ria; Rhizo 
219857383 
15720 
les; Brady 
265678339 
al sequenc 
eria; Rhiz 


228719040 
ence 13648 
les; Brady 
219857289 


rhizobiace 
265678821 


microbiace 
219846041 
ce 42404 
les; Methy 
219846266 
equence 

a; Rhizobi 


219878235 
sequence 
ria; Rhizo 


265678820 


microbiace 
265678777 


les; Methy 
265678496 


sea. 
265678495 


sea. 
228715764 
uence 
bacteria; 


219857530 


rhizobiace 
219856884 
artial seq 
obacteria; 


3603076 3602999 6 85 gi 


ref 


ref 


ae; 
ref 


ref 


ref 


ref 


ref 


rhiz 
ref 


ae; 
ref 


ae; 


ref 


ref 


bial 
ref 
ae; 


ref 


ref 
ves 


ref 


ae; 
ref 

uenc 
Rhi 


219846504 


ref 


a br 


a bi 


3911550 39128 
obia 


869838 87126 
bial 
32 1573475 Rhodo 
rhiz 
e 1056603 10580 


obia 


67 1366328 Nitro 


ales 


1938810 19402 


1396599 13980 


NR_029200.1 
oomeae Bact 


NR_029104.1 
Bradyrhizob 
NR_025117.1 
rgiae Bacte 


NR_025876.1 


les; Bradyr 
NR_028768.1 


es; Bradyrh 
NR_024971.1 


obiaceae; R 
NR_028641.1 


les; Bradyr 
NR_027578.1 


obiaceae; N 
NR_024920.1 


Nitrobacter 
NR_029126.1 


Rhodoplanes 
NR_025631.1 


69 4241874 Methyl 
loba 


cteriaceae; 
NR_025856.1 


3938625 394003 
Methylobac 


, 


NR_025374.1 
4 
es; Methylo 


NR_029125.1 


Rhodoplanes. 
NR_029082.1 


cteriaceae; 
NR_028799.1 
trisii Bact 


NR_028798.1 
ae Bacteria 


v 


NR_027539.1 
3 
obiales; 


NR_025118.1 


Bosea. 
NR_024703.1 
e 285967 
zobiales; B 
NR_026096.1 


e 


pa 
5 
h 
3 
i 
Pp 
h 
8 
h 


b 
i 


b 


e 


t 


r 


Afipia broomeae strain 
ria; Proteobacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 
i 


um. 
Afipia birgiae strain 
ia; Proteobacteria; 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Nitrobacter 

acter hamburgensis X14 
trobacter. 

Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Methylobacterium 

obacterium aquaticum 

Methylobacterium. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Methylobacterium 
9 Methylobacterium 


acteriaceae; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Methylobacterium 


5 Methylobacterium populi BJ001 
loba 


Methylobacterium. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Methylobacterium 
3 Methylobacterium 


hylobacteriaceae; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Pseudomonas 

1 2861120 Pseudomonas 
adyrhizobiaceae. 
Sinorhizobium saheli 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 


Sinorhizobium. 


305824 Bacteria_16S 


strain F9251 16S 


305824 Bacteria_16S 


strain R18 16S ri 


305824 Bacteria_16S 


strain M6 


305824 Bacteria_16S 


strain V2 


305824 Bacteria_16S 


strain 40 


4640 4602 47 85 gi| 265679060 

bosomal RNA, partial sequence 4584 5982 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
6101 6063 47 85 gi| 265679059 

16S ribosomal RNA, partial sequence 6033 7437 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
7558 7520 47 85 gi| 265679058 

16S ribosomal RNA, partial sequence 7488 8910 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
213087 213049 46 84 gi| 265678920 

16S ribosomal RNA, partial sequence 213019 21448 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomon 
249880 249842 47 85 gi| 265678895 


305824 Bacteria_16S 


strain Benl02 16S 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


ribosomal RNA, partial sequence 


3893270 3893231 46 85 gi 


219846299 
3893217 38946 
Bartonellaceae; 


249819 25124 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
305824 Bacteria_16S 


strain Benl104 16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


305824 Bacteria_16S 


CFN 42 16S riboso: 
Alphaproteobacter 


305824 Bacteria_16S 


strain HTCC2506 1 


ushuaiensis strai 
Bacteria; Proteob 


251362 251324 


252837 252799 


272284 272246 


Rhizobiales; 
438535 438497 


ia; 


487435 487397 


492073 492035 


mal RNA, partial sequence 
Rhizobiaceae; 


47 85 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
305824 Bacteria_16S 


47 85 


n Benl01 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


47 85 


47 85 


6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadace 
305824 Bacteria_16S 


46 84 


n Ul 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanospirillales; 
305824 Bacteria_16S 


46 84 


strain R65 16S ribosomal RNA, partial sequence 


nivimaris strain 
Bacteria; Proteob 


strain SCII24 16S 
grignonense strai 
grignonense Bacte 
strain TH-3 16S r 
strain SW-45 16S 

Proteobacteria; G 
strain AMX51 16S 
salicylatoxidans 


salicylatoxidans 
Pseudaminobacter. 


305824 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


305824 Bacteria_16S 


niigataensis stra 


aminovorans Bacte 


305824 Bacteria_16S 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 


586422 586384 


612192 612154 


677569 677531 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; O 
305824 Bacteria_16S 


679014 678976 


n OgA9a 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 


714978 714940 


46 84 


46 84 
47 85 
47 85 


47 85 


ibosomal RNA, partial sequence 


762881 762843 


46 84 


ribosomal RNA, partial sequence 


842529 842491 


50 88 


ribosomal RNA, partial sequence 


955808 955770 


1231890 1231852 47 
train R1 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; 
1237986 1237948 47 
in DSM7050 16S ribosomal RNA, partial 
niigataensis Bacteria; Proteobacteria; Alphaproteobacte 
305824 Bacteria_16S 
aminovorans strain DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1291953 1291915 46 


1239502 1239464 47 


47 85 


85 


85 


85 


84 


251300 25272 


272240 273697 Rhizo 
Rhizobium/Agrobac 


492024 49353 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
305824 Bacteria_16S 
strain Iso-46 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
305824 Bacteria_16S 
88/2-7 16S ribosomal RNA, partial sequence 61213 
acteria; Gammaproteobacteria; Pseudomonadales; M 
305824 Bacteria_16S 


586359 58785 


677507 67890 


714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
305824 Bacteria_16S 
762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 
305824 Bacteria_16S 
842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
305824 Bacteria_16S 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; R 


265678894 


265678893 
Rhodob 


265678878 


265678762 


265678726 


48737 


265678723 


265678661 


265678643 


265678597 


265678596 


Rhizob 
265678571 


obacteriac 
265678537 


265678484 


265678408 
sequence 


219878271 


Rh 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 


ref|NR_025889.1| Bartonella elizabethae 

82 Bartonella elizabethae Bacteria; 

Bartonella. 

ref|NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 

Bartonella. 

ref|NR_029367.1| Bartonella taylorii 
Bartonella taylorii Bacteria; 

Bartonella. 

ref|NR_029366.1| Bartonella grahamii 
Bartonella grahamii Bacteria; 

Bartonella. 

ref|NR_029228.1| Marinomonas vaga 

4 Marinomonas vaga Bacteria; 

as. 

ref|NR_029203.1| Amaricoccus veronensis 

9 Amaricoccus veronensis Bacteria; 

aceae; Amaricoccus. 

ref|NR_029202.1| Amaricoccus macauensis 

6 Amaricoccus macauensis Bacteria; 

aceae; Amaricoccus. 

ref|NR_029201.1| Amaricoccus 


252777 254201 Amaricoccus 
acterales; Rhodobacteraceae; 


ref|NR_029184.1| Rhizobium etli strain 
bium etli Bacteria; Proteobacteria; 
terium group; Rhizobium. 
ref|NR_029067.1| Fulvimarina pelagi 

9 Fulvimarina pelagi Bacteria; 

ae; Fulvimarina. 
ref|NR_029031.1| Marinomonas 

1 488866 Marinomonas ushuaiensis 
Marinomonas. 
ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
Marinobacter. 

ref|NR_028966.1| Psychrobacter faecalis 
4 Psychrobacter faecalis Bacteria; 

ae; Psychrobacter. 

ref|NR_028948.1] Psychrobacter 

0 613627 Psychrobacter nivimaris 
oraxellaceae; Psychrobacter. 


ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 
chrobactrum. 
ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 
eae; Aminobacter. 
ref|NR_028841.1| Marinobacter litoralis 


4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 


ref|NR_028787.1| Bosea minatitlanensis 

9 Bosea minatitlanensis Bacteria; 

ae; Bosea. 

ref|NR_028710.1| Pseudaminobacter 
955748 957207 Pseudaminobacter 


hizobiales; Phyllobacteriaceae; 
ref|NR_025410.1] Bartonella 

1231844 1233289 Bartonella 
izobiales; Bartonellaceae; Bartonella. 
ref|NR_025302.1| Aminobacter 

1237929 1239394 Aminobacter 
biales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025301.1| Aminobacter 
1239445 1240914 Aminobacter 
iales; Phyllobacteriaceae; Aminobacter. 


228716433 


ref|NR_027551.1| Marinobacter 
1291904 1293412 Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


305824 Bacteria_16S 


maritimus strain 
Bacteria; 


Proteobacteria; 


Bacteria; 


Mesorhizobium. 


305824 Bacteria_16S 
strain SO2 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
305824 Bacteria_16S 


strain USDA 9030 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


marincola strain 


marincola Bacteri 
305824 Bacteria_16S 
submarinus strain 
submarinus Bacter 
305824 Bacteria_16S 


chacoense strain 
Bacteria; 


washingtonensis s 


washingtonensis B 


Maricaulis. 


305824 Bacteria_16S 


strain IBS 506 16 


strain IBS 382 16 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


305824 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


305824 Bacteria_16S 


strain YKJ-103 16 


Proteob 
305824 Bacteria_16S 
strain R7 16S rib 
G 


Proteob 
305824 Bacteria_16S 
strain MCS 18 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
305824 Bacteria_16S 


1422270 1422232 46 84 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1445430 1445392 46 84 gi 
osomal RNA, partial sequence 


1461914 1461876 46 84 gi 

50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1484764 1484726 47 85 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1486281 1486243 47 85 
bosomal RNA, partial sequence 


gi 


1502744 1502706 47 85 gi 


1569059 1569021 47 85 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1579665 1579627 47 85 gi 


1649741 1649703 47 85 gi 


1655884 1655846 47 85 gi 


1721552 1721514 46 84 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1723093 1723055 46 84 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1824939 1824901 46 84 gi 
KMM 277 16S ribosomal RNA, partial seq 


gi 


1826417 1826379 46 84 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1889043 1889005 47 85 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
2018378 2018340 47 85 gi 
ribosomal RNA, partial sequence 


2019850 2019812 47 85 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


2074801 2074763 47 85 
S ribosomal RNA, partial sequence 


gi 


2084055 2084017 47 85 
S ribosomal RNA, partial sequence 


gi 


2097693 2097655 47 85 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


2106772 2106734 46 84 
ain MVAB Hexl 16S ribosomal RNA, 
teria; Proteobacteria; 


gi 
compl 
Gammaproteobact 


1445391 14468 
ammaproteobacteria; Pseudomonadales; Moraxellace 
305824 Bacteria_16S 
bryozoorum strain 
Proteob 
305824 Bacteria_16S 
tianshanense stra 
tianshanense Bact 


1486230 14876 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
305824 Bacteria_16S 
lusatiensis strai 
Proteob 
305824 Bacteria_16S 
americanum strain CFNEI 156 16S ribosomal RNA, partial 
americanum Bacteria; Proteobacteria; Alphaproteobacteri 
Sinorhizobium/Ensifer group; Sinorhizobium. 
305824 Bacteria_16S 
VKM B1479 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
305824 Bacteria_16S 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobact 
305824 Bacteria_16S 
strain NF11 16S r 
G 
305824 Bacteria_16S 
strain NF23 16S r 
G 
305824 Bacteria_16S 


1649700 16511 


1721510 17230 


1723051 17245 


a; Proteobacteria; Gammaproteobacteria; 


2018337 20 
yp 


ct 


2074760 20 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
305824 Bacteria_16S 


ne 


2084014 20 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
305824 Bacteria_16S 


ne 
ue 


bas 


et 
er 


224581443 
ence 14222 
nadales; 
224581423 


224581411 
ence 14618 
nadales; 
219857250 
quence 

ria; Rhizo 


219857235 


biaceae; 
219846475 


biaceae; 
219878173 
ce 15690 
les; Phyll 
219878491 
sequence 

a; Rhizobi 


219878442 


obacterace 
219878437 
sequence 
eria; Rhiz 
219878393 


oraxellace 
219878392 


oraxellace 
219878319 
uence 

; Pseudomo 
219878318 
quence 

a; Pseudom 
219878272 
e 18889 
les; Phyll 
219878183 
197 
homonada 
219878182 
sequence 
eria; Rh 


219878139 
762 
llaceae; 
219878133 
854 
llaceae; 
219878123 
nce 
a; 


Rhizo 


219878115 
e sequen 
ia; Pseu 


2174952 2174914 46 84 
S ribosomal RNA, partial sequence 


gi 


M 


Alter 


R 


R 


ref|NR_027225.1 
15 1423690 Psych 
oraxellaceae; P 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobact 
ref|NR_027192.1 
62 1463368 Marin 
omonadaceae; 
NR_024880.1 
1484704 148617 
biales; Phyllob 
ref|NR_024863.1 
hizo 
ref 


bium/Agrobac 
NR_026067.1 


hizo 
ref 


bium/Agrobac 
NR_025312.1 


obacteriaceae; 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


, 


ref|NR_025581.1 
ae; Labrys. 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
onadales; Moraxe 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025322.1 
ceae; Maricaulis 
ref |NR_025321.1 

2019809 202123 
odobacterales; H 
ref|NR_025278.1 
tonella. 
NR_025272.1 


Bar 
ref 


Bartonella. 

ref |NR_025262.1 
2097632 209908 

biales; Phylloba 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


219857616 


r 
s 


e 


fo} 


a 


18 1570426 Defluv 
D 


Psychrobacter 
obacter maritimus 
ychrobacter. 

Psychrobacter arenosus 
arenosus Bacteria; 
r. 

Marinobacter 
bacter bryozoorum 

Marinobacter. 

Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Defluvibacter 

ibacter lusatiensis 

efluvibacter. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Psychrobacter luti 
luti Bacteria; 
r. 

Psychrobacter fozii 
fozii Bacteria; 
r. 
Psychrobacter 
4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 
2 Psychrobacter 
llaceae; Psychrobacter. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


ref|NR_025205.1 


Psychrobacter jeotgali 


2174910 2176403 Psychrobacter jeotgali Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


305824 Bacteria_16S 


strain IBS 193 16 


305824 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


305824 Bacteria_16S 


strain C-29 16S r 


305824 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


305824 Bacteria_16S 


strain ACCC 19665 


2296538 2296500 47 85 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2302469 2302431 46 84 gi|219857528|ref|NR_025116.1| Marinobacter 
T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
2548975 2548937 47 85 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
ibosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2585756 2585718 46 84 gi|219857277|ref|NR_024908.1| Marinomonas 
in MMB1 16S ribosomal RNA, complete sequence 2585691 2587224 Marinomonas 
1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
2622791 2622753 47 85 gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae 
16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 


Bacteria; Proteob 


strain IM1 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
305824 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


305824 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


305824 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


305824 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


305824 Bacteria_16S 


strain ORS 992 16 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


305824 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


305824 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


strain USDA 1844 


tamworthensis str 


tamworthensis Bac 
Amaricoccus. 


305824 Bacteria_16S 


strain H152 16S r 


psychrotropica st 
psychrotropica Ba 


305824 Bacteria_16S 


strain CNS 2-75 1 


strain S51-W 16S 


Proteobacteria; G 


2662206 2662168 47 85 
bosomal RNA, partial sequence 


gi 
26 
2714609 2714571 46 


84 gi 


eria; Proteobacteria; 
2765549 2765511 46 84 gi 
S ribosomal RNA, partial sequence 27 
ammaproteobacteria; Enterobacteriales; 
2925579 2925541 47 85 gi 
train E-396 16S ribosomal RNA, 


2960153 2960115 46 
al RNA, partial sequence 
ia; Alteromonadales; 


84 gi 
Colwelliaceae; 
3075531 3075493 47 85 

S ribosomal RNA, partial sequence 


gi 


3131141 3131103 47 85 gi 


3438351 3438313 45 83 gi 


3441370 3441332 45 83 
in DSM 6962 16S ribosomal RNA, 
eria; Proteobacteria; 


gi 


3442880 3442842 45 
DSM 30007 16S ribosomal RNA, 


83 gi 
complete 


3645285 3645247 47 85 gi 


3654459 3654421 47 85 gi 
ain Benl03 16S ribosomal RNA, partial 


3655938 3655900 47 85 
ibosomal RNA, partial sequence 


gi 


3662083 3662045 46 84 gi 
cteria; Proteobacteria; 


3683362 3683324 47 85 gi 


3795642 3795604 46 84 
ribosomal RNA, partial sequence 


gi 


strain UPM-Ca7 16 


3800194 3800156 47 85 
S ribosomal RNA, partial sequence 


gi 


acteria; Alphaproteobacteria; Rhizobia 
305824 Bacteria_16S 


in MD17 16S ribosomal RNA, partial seq 
Gammaproteobacte 


complet 
acteria; Proteobacteria; Alphaproteoba 


2960112 2961625 Colwe 
Co 


3075492 30769 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
305824 Bacteria_16S 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


somal RNA, partial sequence 3438312 3439771 Acine 
ammaproteobacteria; Pseudomonadales; Mor 
305824 Bacteria_16S 
complet 
Gammaproteobacte 


a; Proteobacteria; Gammaproteobacteria 
305824 Bacteria_16S 
16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
305824 Bacteria_16S 


teria; Proteobacteria; Alphaproteobact 


3655877 36573 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
305824 Bacteria_16S 
rain ACAM 179 16S ribosomal RNA, parti 
Gammaproteobac 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
305824 Bacteria_16S 
3795600 37970 
ammaproteobacteria; Alteromonadales; C 
305824 Bacteria_16S 


les; Phyll 
219857215 
62145 26634 
locystacea 
219857178 
uence 
ria; 


219857140 
65507 27669 
Enterobac 
219856839 
e sequence 
cteria; Rh 


219856816 


lwellia. 
219846871 


biaceae; R 
219846834 
sequence 
ia; Rhizob 


219846617 


axellace 
219846615 
e sequence 
ria; Pseud 


219846614 
sequence 
; Pseudomo 


219846474 


biaceae; R 
219846468 
sequence 

eria; Rhod 


219846467 


biaceae; R 
219846463 
al sequenc 
teria; Alt 
219846448 


llaceae; O 
219846366 


olwelliace 
219846362 


Pseud 


obac 
ref 


teriaceae; 
NR_024843.1 


e; Methylopila. 
ref|NR_024806.1 

2714566 271605 
omonadales; Mora 


ref|NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024658.1 

2925520 292697 
odobacterales; R 


ref 
llia 


NR_024635.1 
maris Bacte 
ref |NR_026463.1 


hizo 
ref 


bium/Agrobac 
NR_026426.1 
131100 313253 
iales; Phyllobac 


w 


ref 
toba 


NR_026209.1 
cter lwoffii 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
omonadales; Mora 


ref|NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026066.1 


hizobium/Agrobac 
ref|NR_026060.1 
3654403 365582 
obacterales; Rho 
ref|NR_026059.1 
hizobium/Agrobac 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref|NR_025957.1 
ae; Colwellia. 
ref 


M 


esorhizobium. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Paracoccus 

1 Paracoccus 

hodobacteraceae; 


Colwellia maris strain 
ria; Proteobacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Mesorhizobium 

6 Mesorhizobium 

teriaceae; 


Acinetobacter lwoffii 
Bacteria; 

re 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Amaricoccus 

6 Amaricoccus 
dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 

Ochrobactrum anthropi 


anthropi Bacteria; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Mesorhizobium ciceri 


NR_025953.1 


3800153 3801575 Mesorhizobium ciceri Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


305824 Bacteria_16S 


strain NZP 2213 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
305824 Bacteria_16S 


strain gal 1261 1 


Marinobacter. 


305824 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 


Marinobacter. 


305824 Bacteria_16S 
alimentarius stra 
alimentarius Bact 


Psychrobacter. 


305824 Bacteria_16S 
haeundaensis stra 


haeundaensis Bact 
Paracoccus. 


305824 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; 


hispanicum strain 
Bacteria; Proteob 


305824 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


305824 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


305824 Bacteria_16S 


strain 91-4 16S r 


strain N2 16S rib 


strain Nl 16S rib 


radioresistens DS 
Bacteria; Proteob 


305824 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; G 


305824 Bacteria_16S 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


305824 Bacteria_16S 


strain hl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
305824 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


305824 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


305824 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


305824 Bacteria_16S 


strain J1 16S rib 
Proteobacteria; A 


305824 Bacteria_16S 


G 
305824 Bacteria_16S 


3966906 3966868 47 
6S ribosomal RNA, 


85 gi 


3979802 3979764 47 85 gi 


4018674 4018636 46 84 gi 


ia; Proteobacteria; Gammaproteobacteri 


4020220 4020182 46 84 gi 


ia; Proteobacteria; Gammaproteobacteri 


4021765 4021727 46 84 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


4133760 4133722 47 85 gi 
in BC74171 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
4169194 4169156 46 


84 gi 


4239058 4239020 50 88 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
927953 927912 47 88 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1867531 1867494 50 87 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


2295072 2295035 47 84 
ibosomal RNA, partial sequence 


gi 


3107140 3107103 47 84 
osomal RNA, complete sequence 


gi 


3108604 3108567 47 84 
osomal RNA, complete sequence 


gi 


3436841 3436804 46 83 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3439860 3439823 46 83 gi 


ammaproteobacteria; Pseudomonadales; M 
4190654 4190617 46 83 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


2630492 2630456 49 
osomal RNA, partial sequence 


85 gi 


2716145 2716109 46 82 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
381354 381319 50 85 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


gi 


462971 462936 50 85 gi 
n AS1.1761 16S ribosomal RNA, partial 

ria; Proteobacteria; Alphaproteobacter 
767496 767461 50 85 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Hypho 


complete sequence 3966839 39683 


6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
305824 Bacteria_16S 
daepoensis strain 
daepoensis Bacter 


SW-156 16S ribosomal RNA, partial seq 


SW-145 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alt 


2295034 22964 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
305824 Bacteria_16S 
3107102 31085 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
305824 Bacteria_16S 
3108566 31099 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
305824 Bacteria_16S 


6S ribosomal RNA, partial sequence 3439822 34412 


2630432 26317 


2716108 27175 


767437 76891 


219846247 


obacteriac 
219846238 


biaceae; 
219846210 

uence 

a; 


219846209 
uence 
a; 


219846208 
equence 
ria; 


219846124 
sequence 
ria; Rhodo 


219846100 


eromonad 
219846042 
nce 42390 
les; Methy 
265678426 
nce 92790 
terales; R 
219878289 
equence 
cteria; 


Rh 
219857533 


nellaceae; 
219846850 


hodobacter 
219846849 


hodobacter 
219846618 
ence 34368 
nadales; M 
219846616 


oraxellace 
219846081 
uence 

ia; Altero 


219857238 


hodobacter 
219857177 


olwelliace 
265678800 
sequence 
cteria; Rh 
265678742 
sequence 

ia; Rhizob 
265678534 


microbiace 


1142662 1142627 50 85 gi 


R 


Alteromonad 


Alteromonad 


Pseud 


ref|NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025828.1 


hizobium/Agrobac 
ref|NR_025800.1 

4018632 402012 
ales; Altero 


ref|NR_025799.1 
4020178 402167 
ales; Altero 


ref|NR_025798.1 
4021723 402321 
omonadales; Mora 


ref|NR_025714.1 
133716 413512 


bacterales; Rhod 


rs 


ref|NR_025690.1 
aceae; Marinobac 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_025428.1 

1867493 186885 
izobiales; Beije 
ref|NR_025121.1 
tonella. 
NR_026442.1 


Bar 
ref 


acea 
ref 


e; Rhodovulwu 
NR_026441.1 


aceae; Rhodovulu 
ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref|NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref|NR_025671.1 
190616 419208 
monadales; Alter 


rs 


ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_024805.1 


ae; Colwellia. 
ref|NR_029105.1 

381306 382756 
izobiales; Phyll 


ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref |NR_028838.1 


ae; Devosia. 


253680761 


phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 


Mesorhizobium loti 
loti Bacteria; 
um. 

Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Marinobacter 
7 Marinobacter 


monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Paracoccus 
3 Paracoccus 


obacteraceae; 


Marinobacter excellens 


64 Marinobacter excellens Bacteria; 


ter. 

Methylobacterium 

obacterium hispanicum 

Methylobacterium. 
Roseovarius 

arius nubinhibens 
Roseovarius. 
Chelatococcus 

8 Chelatococcus 

rinckiaceae; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter junii 
junii Bacteria; 
aan 

Marinobacter 
8 Marinobacter 
omonadaceae; 


Methylarcula terricola 


terricola Bacteria; 


ula, 
Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


ref 
1 


NR_028009.1 
142608 114408 


Pannonibacter 
2 Pannonibacter 


phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Pannonibacter. 


305824 Bacteria_16S 
506 16S ribosomal 
Alphaproteobacter 
305824 Bacteria_16S 


bermudensis HTCC2 


HTCC2503 Bacteria 
305824 Bacteria_16S 
strain vc 5 16S r 


305824 Bacteria_16S 


strain MCS 25 16S 


305824 Bacteria_16S 


strain CCBAU 7104 
Bacteria; 
Rhizobium. 


305824 Bacteria_16S 
strain LBB1 16S r 


305824 Bacteria_16S 


strain SCH-89 16S 


305824 Bacteria_16S 
multivorans strai 
Proteob 


Bacteria; 


Proteob 


1305644 1305609 50 85 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
ia; Rhizobiales; Xanthobacteraceae; Starkeya. 
1390599 1390564 50 85 gi|228716336|ref|NR_027550.1| Parvularcula 
503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
1844786 1844751 50 85 gi|219878305|ref|NR_025444.1| Maricaulis virginensis 
ibosomal RNA, partial sequence 1844748 1846167 Maricaulis virginensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 
2016905 2016870 50 85 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 
2244616 2244581 50 85 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
2 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
acteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
2340323 2340288 50 85 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
ibosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 
2535892 2535857 50 85 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 
ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
2660816 2660781 50 85 gi|219857216|ref|NR_024844.1| Methylorhabdus 
n DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
acteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 
2740272 2740234 46 84 gi|219857160|ref|NR_024788.1| Agarivorans albus 


305824 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


305824 Bacteria_16S 


strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
305824 Bacteria_16S 


strain DSM 11603 


G 


S ribosomal RNA, partial sequence 


2993770 2993735 50 85 


gi 


terium group; Agrobacterium. 
3004567 3004532 50 85 gi 
6 16S ribosomal RNA, partial sequence 
3105665 3105630 47 


82 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


305824 Bacteria_16S 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


305824 Bacteria_16S 


strain B9 16S rib 


strain OCh 254 16 


strain BN 126 16S 


3198159 3198124 50 85 


gi 


3897931 3897896 50 
osomal RNA, partial sequence 


85 gi 


3899407 3899372 50 85 
S ribosomal RNA, partial sequence 


gi 


3940120 3940085 50 85 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


305824 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 


305824 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


305824 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


305824 Bacteria_16S 


strain FF3 16S ri 


1721-77 16S ribos 
Gammaproteobacter 


40834 40796 46 84 gi 
65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
43853 43815 46 84 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
46879 46841 46 84 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
145686 145648 47 85 gi 
bosomal RNA, partial sequence 


167113 167075 46 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


84 gi 


305824 Bacteria_16S 


strain Fowl 16S r 


168620 168582 46 84 gi 
ibosomal RNA, partial sequence 


2740223 27416 
ammaproteobacteria; Alteromonadales; Alt 
305824 Bacteria_16S 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


16S ribosomal RNA, partial sequence 3105629 31070 


3897893 38992 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
305824 Bacteria_16S 
3899350 39007 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
305824 Bacteria_16S 
3940082 39414 


43805 


145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
305824 Bacteria_16S 
167046 168502 Vibri 


eromonad 
219846927 
quence 

ia; Rhizob 


’ 


219846920 

30045 

locystacea 
219846851 


obacteriac 
219846789 
ial sequen 
cteria; Rh 


219846296 


hodobacter 
219846295 


hodobacter 
219846265 


biaceae; A 
265679036 

40774 
onaceae; V 
265679034 
45323 
Halomonad 
265679032 
nce 46828 
irillales; 
265678965 


hodobacter 
265678951 


265678950 


aceae; Agarivora 
ref |NR_026519.1 
2993732 299516 
iales; Rhizobiac 


ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 
ref|NR_025886.1 
acea 
ref 


e; Ahrensia 
NR_025885.1 


acea 
ref 


e; Roseibium 
NR_025855.1 


fifella. 
ref |NR_029344.1 

42243 Vibrio 
ibrio. 
ref |NR_029342.1 


aceae; Carnimona 
ref |NR_029340.1 

48321 Alcani 
Alcanivoracacea 
ref |NR_029273.1 


acea 
ref 
o mi 


e; Marinovum 
NR_029259.1 
micus Bacter 


ref 


NR_029258.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


76 Agarivorans albus Bacteria; 


ns. 

Agrobacterium 
8 Agrobacterium 
eae; 


Methylosinus sporium 
osinus sporium Bacteria; 


Aquamicrobium defluvii 
defluvii Bacteria; 
um. 

Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Vibrio pectenicida 
pectenicida Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


s. 

Alcanivorax 

vorax borkumensis 
e; Alcanivorax. 
Marinovum algicola 


3 Marinovum algicola Bacteria; 


Vibrio mimicus strain 
ia; Proteobacteria; 


Vibrio metschnikovii 


168553 169985 Vibrio metschnikovii Bacteria; 


305824 Bacteria_ 


strain 50 16S rib 
G 


Proteobacteria; 
305824 Bacteria_ 


strain PB 1 16S r 
G 


Proteobacteria; 
305824 Bacteria_ 


398 16S ribosomal 
Gammaproteobacter 
305824 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; 
Bacteria; 


strain ATCC 15468 
Proteobacteria; 


strain 1H 9 16S 
Proteobacteria; 


Proteobacteria; 


Bacteria; 


305824 Bacteria_16S 
strain B 16S ribo 
Alphaproteobacter 
305824 Bacteria_16S 


strain HTCC2597 1 


305824 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
222217 222179 46 84 gi|265678914|ref|NR_029222.1 
osomal RNA, partial sequence 222148 22363 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
340988 340954 50 84 gi|265678830|ref|NR_029135.1 
-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrog 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
349969 349931 47 85 gi| 265678824 |ref|NR_029129.1 
somal RNA, partial sequence 349928 351312 Paracoccus kocurii Ba 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
378324 378286 47 85 gi|265678802|ref|NR_029107.1 
6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicol 
384403 384365 46 84 gi|265678798|ref|NR_029103.1 
bosomal RNA, partial sequence 384340 38587 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
399737 399699 46 84 gi| 265678788 |ref|NR_029093.1 
australis strain 9802892 16S ribosomal RNA, partial sequence 


Enterobacteriales 


305824 Bacteria_16S 418326 418288 46 84 gi|265678775|ref|NR_029080.1 
strain LCl 16S ribosomal RNA, partial sequence 418286 41972 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
305824 Bacteria_16S 444607 444569 46 84 gi|265678758|ref|NR_029063.1 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 

305824 Bacteria_16S 470508 470470 46 84 gi| 265678737 |ref|NR_029042.1 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 47199 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
305824 Bacteria_16S 476623 476585 47 85 gi| 265678733 |ref|NR_029038.1 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacte 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

305824 Bacteria_16S 485849 485811 46 84 gi| 265678727 |ref|NR_029032.1 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

305824 Bacteria_16S 490566 490528 46 84 gi|265678724|ref|NR_029029.1 


strain G-16.1 16S 
Proteobacteria; G 


305824 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


305824 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


305824 Bacteria_16S 
luminescens subsp. 


G 
305824 Bacteria_16S 
leiognathi strain 
Proteob 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 
strain 40 16S rib 
G 
305824 Bacteria_16S 
marinus strain MH 
Proteob 


G 
305824 Bacteria_16S 
asymbiotica subsp. 

Photorhabdus asymbiotica subsp. 


16S 170103 170065 46 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
16S 171623 171585 46 84 
ibosomal RNA, partial sequence 


84 gi 


Vibri 
gi 


fo} 


ia; Vibrionales; Vibrionaceae; Aliivibr 


174637 174599 46 84 gi 


ammaproteobacteria; Vibrionales; Vibri 
176115 176077 46 84 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
177631 177593 46 84 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
214604 214566 46 84 gi 
ribosomal RNA, partial sequence 


fo} 


e 
1 


fo} 


; Enterobacteriaceae; Photorhabdus. 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
502925 502887 47 85 gi 
ain R-9477 16S ribosomal RNA, partial 


514916 514878 46 84 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; 


516468 516430 46 84 


gi 


265678949 
170036 17150 


265678948 
171556 17300 


265678946 
6S ribosomal RNA, partial sequence 174571 17599 


265678945 


265678944 


265678919 
214535 21600 


ref|NR_029257.1 


ibri 
ref 


nmaceae; V oO. 


NR_029256.1 


io. 
ref|NR_029254.1 
ibrio. 
ref|NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029227.1 


nmaceae; V 


17604 
es; Vibri 
17756 
monadacea 


490502 49197 


teria; Proteobacteria; Alphaproteobact 


Gammaprote 


thracensis strain 39-8 16S ribosomal 


Halomonad 
265678716 
sequence 
eria; Rhod 


265678708 
partial se 
obacteria; 
265678707 
RNA, comp 


acea 


obac 


quen 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
16S 173121 173083 46 84 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Aeromonas punctata 
nas punctata Bacteria; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 
Ss. 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Hydrogenovibrio 

enovibrio marinus 

; Hydrogenovibrio. 
Paracoccus kocurii 

cteria; Proteobacteria; 


, 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 


Ss. 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Paracoccus yeei strain 
ria; Proteobacteria; 


Vibrio ponticus strain 
ria; Proteobacteria; 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


e; Halomonas 
ref|NR_029021.1 

502862 504310 
terales; Rho 
ref|NR_029013.1 
ce 514864 
nekea. 
NR_029012.1 
sequence 


Rei 
ref 
lete 


Loktanella 
Loktanella 
dobacteraceae; 


Reinekea 
516365 Reinekea 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


305824 Bacteria_16S 
kayaii strain 1121 16S ribosomal RNA, 


luminescens subsp 


Enterobacteriaceae; Photorhabdus. 
518034 517996 46 84 


’ 


gi 


265678706 


ref|NR_029011.1 


Photorhabdus 


complete sequence 517982 519496 Photorhabdus 


luminescens subsp 
Enterobacteriacea 


305824 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


305824 Bacteria_16S 


e; Photorhabdus. 

527230 527196 50 84 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


554701 554663 46 84 gi 


265678700 

52719 
nadales; M 
265678682 


strain P 513/19 16S ribosomal RNA, partial sequence 554659 55615 


Proteobacteria; G 


305824 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
556243 556205 46 84 gi 


seudomonad 
265678681 


strain P 527/13 16S ribosomal RNA, partial sequence 556201 55769 


Proteobacteria; G 


305824 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


305824 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


305824 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


305824 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


305824 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


305824 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


305824 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


305824 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


305824 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


305824 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


305824 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


305824 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


305824 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


305824 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


305824 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


305824 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


305824 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


305824 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


305824 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


ammaproteobacteria; Pseudomonadales; P 
557785 557747 46 84 gi 


ammaproteobacteria; Pseudomonadales; P 
583472 583434 47 85 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


615261 615223 46 84 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
639588 639550 46 84 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
644236 644198 46 84 gi 
al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
671355 671317 46 84 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


gi 


710302 710264 
16S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; M 
721140 721102 46 84 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
790595 790561 50 84 gi 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
821103 821065 46 84 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
844064 844026 46 84 gi 


46 84 gi 
partial sequence 


ammaproteobacteria; Enterobacteriales; 
847192 847154 47 85 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
929439 929401 47 85 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
937139 937101 46 84 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
960386 960348 

16S ribosomal RNA, 
ammaproteobacteria; Pseudomonadales; P 
964995 964957 46 84 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


46 84 gi 
complete sequence 


966593 966555 
osomal RNA, partial 
ammaproteobacteria; Oceanospirillales; 
997335 997301 50 84 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1009378 1009340 46 84 gi 
ibosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 


46 
sequence 


84 gi 


seudomonad 
265678680 


6S ribosomal RNA, partial sequence 557743 55923 


seudomonad 
265678663 
equence 

ria; Rhodo 


265678641 


615203 61674 


onaceae; V 
265678624 


639529 64105 


seudomonad 
265678621 


644174 645732 Vibri 


265678601 
ial sequen 
obacteria; 


265678575 
71023 
oritellace 

265678567 


721087 72261 


Enterobac 
265678518 


complete sequence 790537 79204 


sychromona 
265678498 


821061 82256 


seudomonad 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 


Enterobac 
265678481 
nce 84713 
terales; R 
265678425 


929371 93083 


hodobacter 
265678420 

uence 

Alteromo 


, 


265678404 

96032 
seudomonad 
265678401 
1 sequence 
eobacteria 


265678400 


966531 96793 


Halomonad 
265678379 
ce 99729 
hales; Pis 


ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref|NR_028987.1 


kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028986.1 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028985.1 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


aceae; Pseudomon 
ref|NR_028968.1 

583422 584837 
bacterales; Rhod 


ref|NR_028946.1 


as. 
Paracoccus 
Paracoccus 

obacteraceae; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


ibri 
ref 


oO. 
NR_028929.1 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


acea 
ref 
o le 


e; Pseudomon 
NR_028926.1 
ntus Bacteri 


ref|NR_028906.1 
ce 671276 672778 
Pseudomonadale 


ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 
ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref |NR_028821.1 
3  Psychromonas 
daceae; Psychrom 
ref |NR_028801.1 


s: 


as. 
Vibrio lentus strain 
a; Proteobacteria; 


Pseudomonas 

Pseudomonas 
; Pseudomonadaceae; 
Moritella viscosa 
lla viscosa Bacteria; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Psychromonas arctica 


arctica Bacteria; 


onas. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028786.1 


as. 
Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


teriaceae; Samso 
ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref|NR_028727.1 


nia. 
Paracoccus 
ccus kondratievae 
Paracoccus. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


aceae; Ruegeria 
ref |NR_028722.1 
937095 938588 
nadales; Pseudoa 


ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028703.1 
964933 966480 
Vibrionales; V 


’ 


ref |NR_028702.1 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


aceae; Halomona 
ref|NR_028681.1 
1 998749 Thiomi 
cirickettsiacea 


265678371 


ref |NR_028673.1 


Shewanella. 


Ss. 


e: 


Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Shewanella algae 


’ 


1009316 1010853 Shewanella algae Bacteria; 
Shewanellaceae; 


305824 Bacteria_16S 
insulare strain K 
Proteob 
305824 Bacteria_16S 


Bacteria; 


strain W1-2B 16S 


strain DB21MT-5 1 


strain YB1 16S ri 


strain JT7304 16S 


ATCC 43969 
Bacteria; 


16S ri 
Proteob 


305824 Bacteria_16S 


ATCC 29909 
Bacteria; 


168 27 
Proteob 


305824 Bacteria_16S 


ATCC 33641 
Bacteria; 


16S ri 
Proteob 


305824 Bacteria_16S 


1050677 1050639 46 


1068766 1068728 50 


1110833 1110795 46 


1134971 1134933 46 


bosomal 


1151676 1151642 50 


84 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanospirillales; 


88 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 
305824 Bacteria_16S 


84 


6S ribosomal RNA, partial sequence 1110771 11122 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 
305824 Bacteria_16S 


84 


RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
305824 Bacteria_16S 


84 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromona 
305824 Bacteria_16S 


1184942 1184904 46 84 gi| 228716090 
bosomal RNA, partial sequence 1184900 11863 
acteria; Gammaproteobacteria; Enterobacteriales; 

1186453 1186415 46 84 gi| 228716058 
bosomal RNA, partial sequence 1186411 11878 
acteria; Gammaproteobacteria; Enterobacteriales; 

1187964 1187926 46 84 gi| 228716012 
bosomal RNA, partial sequence 1187922 11893 
acteria; Gammaproteobacteria; Enterobacteriales; 

1189475 1189437 46 84 gi| 228715942 


ATCC 43970 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
305824 Bacteria_16S 
strain Eplumel 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
305824 Bacteria_16S 
train IFAM I-551 16S ribosomal RNA, partial 
erans Bacteria; Proteobacteria; Alphaproteobacte 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


305824 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


305824 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


Och 149 16S ribos 
subsp. costicola 


costicola subsp. 
Salinivibrio. 


305824 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


HEL-45 16S riboso 


strain 08145 16S 
Proteobacteria; G 


305824 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


305824 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


305824 Bacteria_16S 


strain M1063U/93 
Proteobacteria; G 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


1213738 1213700 46 


1308631 1308597 50 


1310104 1310070 50 


1342316 1342278 46 


1351555 1351517 47 


1354530 1354492 46 
costicola Bacteria; 


1369625 1369587 47 


1378732 1378694 47 


mal RNA, partial sequence 


1381624 1381586 46 


1411579 1411541 46 


1414594 1414556 46 


1430010 1429976 50 


1443937 1443899 47 


305824 Bacteria_16S 


1454471 1454433 46 


omal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
305824 Bacteria_16S 
strain ATCC 33508 16S ribosomal RNA, partial seq 
Proteobacteria; 


84 


84 


84 


aphilum Bacteria; Proteobacteria; Alphaproteobac 


84 


somal RNA, partial sequence 1342254 1343799 Ferri: 
ammaproteobacteria; Alteromonadales; Ferrimonada 
305824 Bacteria_16S 


85 


1351515 1352883 Roseo 


84 


85 


6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; Rhodobacterales; R 
305824 Bacteria_16S 


85 


1378686 1380064 Ocean 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
305824 Bacteria_16S 


84 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Idiomarinac 


84 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Pseudoalter 


84 


6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


84 


16S ribosomal RNA, partial sequence 1429972 14314 
ammaproteobacteria; Pasteurellales; Pasteurellac 
305824 Bacteria_16S 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobacteria; 


85 


84 


265678343 
10506 


gi 
gi| 265678331 
1068707 10701 


gi| 265678301 


gi| 253680766 
1134932 11363 


gi| 253680755 
1151622 11530 


1189433 11908 


gi|224581436 
1213697 12151 
Halomonad 
228721488 
sequ 


gi 


228721487 
partial s 


gi 


gi|228721107 


gi|228720499 


gi| 228720264 
Gammaproteob 


gi|228718299 


gi|228717469 


gi|228717104 
1381574 13830 


gi|224581450 
1411537 14130 


gi|224581448 


gi|224581435 


224581424 
sequence 
Rho 


gi 


ref |NR_028645.1 
31 1052062 Marino 


ref |NR_028633.1 
33 Brevundimonas 
aceae; 
ref |NR_028602.1 


Moritella. 
NR_028014.1 


ae; 
ref 


ref|NR_028003.1 
67 Psychromonas 
daceae; 
ref|NR_027546.1 


Enterobacteriac 
ref|NR_027545.1 


Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 
ref|NR_027218.1 


aceae; 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref|NR_027610.1 
equence 131006 
teria; Rhizobial 


ref|NR_027602.1 
monas balearica 
ceae; 
ref|NR_027593.1 
bacter litoralis 
aceae; Roseobact 
ref|NR_027590.1 
uence 135446 
acteria; Vibrion 
ref|NR_027572.1 
hodobacteraceae; 
ref|NR_027563.1 
ibulbus indolife 
aceae; Oceanibul 
ref|NR_027560.1 


Idiomarina. 
NR_027234.1 


eae; 
ref 


omonadaceae; Alg 
ref|NR_027230.1 


aceae; Pseudomon 
ref|NR_027217.1 


eae; Phocoenobac 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


gi|224581417 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 


Marinospirillum. 


Ferrimonas. 


Marinospirillum 
spirillum insulare 


Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Psychromonas kaikoae 


kaikoae Bacteria; 
Psychromonas. 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonas. 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 


Roseobacter litoralis 
Och 149 Bacteria; 
er. 

Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 

bus. 

Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Thalassobacter 

0 Thalassobacter 

odobacteraceae; 


ref |NR_027198.1 
1454432 145591 


Oceanimonas 
5 Oceanimonas 


305824 Bacteria_16S 1483201 1483163 46 84 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

305824 Bacteria_16S 1545193 1545155 46 84 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

305824 Bacteria_16S 1546707 1546669 46 84 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

305824 Bacteria_16S 1552636 1552598 46 84 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

305824 Bacteria_16S 1578157 1578119 46 84 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 


strain SP1402 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
305824 Bacteria_16S 


strain CM243 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
305824 Bacteria_16S 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 


litoralis strain 


litoralis Bacteri 
305824 Bacteria_16S 
proteolytica stra 
proteolytica Bact 


Pseudomonas. 


305824 Bacteria_16S 
strain CMS 38 16S 
G 


Proteobacteria; 


Proteobacteria; 


strain 75-80 16S 
Proteobacteria; 


strain CFBP 2341 


Proteobacteria; 


Proteobacteria; 


Pseudoalteromonas 


305824 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; 


Proteobacteria; 


strain LMG 20362 
Proteobacteria; 


strain LMG 2096 
Proteobacteria; 


R-3712 16S riboso: 
Gammaproteobacter 


305824 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


305824 Bacteria_16S 


G 


G 


G 
305824 Bacteria_16S 
strain 2825 16S r 
G 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


1614862 1614824 47 85 
ribosomal RNA, partial sequence 


gi 
16 
1633023 1632985 46 


84 gi 


1640570 1640532 46 84 gi 


eria; Proteobacteria; 


1642132 1642094 46 84 
ribosomal RNA, partial sequence 


gi 


1643693 1643655 46 84 
ribosomal RNA, partial sequence 


gi 


1657367 1657329 46 84 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1658922 1658884 46 84 gi 
ribosomal RNA, partial sequence 
1694010 1693972 46 


84 gi 


1695554 1695516 46 84 
bosomal RNA, partial sequence 


gi 


1698638 1698600 46 84 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1753507 1753469 46 84 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; 


1755062 1755024 46 84 gi 
ammaproteobacteria; Oceanospirillales; 
1756627 1756593 50 84 gi 
ibosomal RNA, partial sequence 
1776072 1776034 46 84 gi 
ammaproteobacteria; Vibrionales; Vibri 
1783629 1783591 46 84 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1791180 1791142 46 84 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1794209 1794171 46 84 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1795694 1795656 46 84 gi 


1578118 15795 
udomonad 


in CMS 64 16S ribosomal RNA, partial s 
Gammaproteobacte 


1642082 16435 
ammaproteobacteria; Pseudomonadales; P 
305824 Bacteria_16S 
strain CMS 35 16S 
G 


1643643 16451 
ammaproteobacteria; Pseudomonadales; P 
305824 Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacter 
305824 Bacteria_16S 


somal RNA, partial sequence 1657325 1658829 Vibri 


1658880 16603 
ammaproteobacteria; Vibrionales; Vibri 
305824 Bacteria_16S 
16S ribosomal RNA, partial sequence 1693968 16954 
ammaproteobacteria; Pseudomonadales; P 
305824 Bacteria_16S 
strain TO1 16S ri 
G 


1695512 16970 
ammaproteobacteria; Pseudomonadales; P 
305824 Bacteria_16S 
CAIM 578 16S ribo 
Gammaproteobacter 
305824 Bacteria_16S 
agarivorans strai 
agarivorans Bacte 


somal RNA, partial sequence 1698596 1700102 Vibri 


Gammaproteobacter 


6S ribosomal RNA, partial sequence 1755010 17565 


1756574 17580 
ammaproteobacteria; Alteromonadales; P 
305824 Bacteria_16S 
16S ribosomal RNA, partial sequence 1776030 17774 


1791138 1792572 Vibri 


1794167 1795601 Vibri 


se 
219878466 
14821 16162 
aulobacter 
219878454 
equence 

v 
219878449 
equence 

ria; 


219878448 


seudomonad 
219878447 


seudomonad 
219878436 


219878435 


onaceae; G 
219878411 


seudomonad 
219878410 


seudomonad 
219878408 


219878370 
equence 
ia; Altero 


219878369 


Halomonad 
219878367 


sychromona 
219878352 


onaceae; V 
219878347 
17835 
Halomonad 
219878341 


219878339 


219878338 


Aeromona 


Pseud 


73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
aceae; Woodsholea. 
ref|NR_025593.1| Oceanisphaera 
1632974 1634479 Oceanisphaera 
dales; Aeromonadaceae; Oceanisphaera. 
ref|NR_025588.1] Pseudomonas 
1640520 1642031 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
aceae; Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025575.1| Vibrio fortis strain 

o fortis Bacteria; Proteobacteria; 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 
rimontia. 
ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025547.1| Vibrio pomeroyi strain 
© pomeroyi Bacteria; Proteobacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


ref|NR_025509.1 
1753455 175495 
monadales; Pseud 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 

aceae; Halomonas 
ref|NR_025506.1 


Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
daceae; Psychromonas. 
ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 


ibrio. 

ref|NR_025486.1| Halomonas muralis 

87 1785079 Halomonas muralis Bacteria; 
aceae; Halomonas. 

ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 


ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 
ref|NR_025477.1| Vibrio brasiliensis 


strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


305824 Bacteria_16S 


strain LMG 20536 
Proteobacteria; 


Shewanella. 


305824 Bacteria_16S 


strain ME102 16S 
Proteobacteria; 


Bacteria; 


Chromohalobacter. 


305824 Bacteria_16S 
strain HK85 16S r 
G 
305824 Bacteria_16S 
strain 2674 16S r 
G 
305824 Bacteria_16S 
strain 2693 16S r 
G 
305824 Bacteria_16S 
strain 95Al 16S r 
G 
305824 Bacteria_16S 
proteamaculans st 
proteamaculans Ba 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Serratia. 


305824 Bacteria_16S 


strain DSM 30063 
Proteobacteria; 


strain DSM 4576 1 
Proteobacteria; 


strain DSM 12358 
Proteobacteria; 


strain DSM 30118 
Proteobacteria; 


strain $3/2-161 1 
Proteobacteria; 


strain S1/1-984 1 
Proteobacteria; 


strain $1/6-571 1 
Proteobacteria; 


strain LMG 317541 
Proteobacteria; 


carotovorum subsp 


Pectobacterium carotovorum subsp. odoriferum Bacteria; 


Enterobacteriales 


305824 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; 


strain 63 16S rib 
Proteobacteria; 


strain NCIMB 8634 
Proteobacteria; 


305824 Bacteria_16S 


G 
305824 Bacteria_16S 
livingstonensis s 
livingstonensis B 


G 
305824 Bacteria_16S 
israelensis strai 
Proteob 
305824 Bacteria_16S 
canadensis strain 
canadensis Bacter 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 
6S ribosomal RNA, partial sequence 2006247 20 
G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 


1797248 1797210 46 84 gi|219878337|ref|NR_025476.1| Vibrio neptunius 
16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1846260 1846222 46 84 gi|219878304|ref|NR_025443.1| Shewanella 
train NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
acteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 

1861335 1861297 46 84 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

1862832 1862794 46 84 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
n Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
acteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 

1864414 1864376 46 84 gi|219878291|ref|NR_025430.1| Chromohalobacter 

ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
ia; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

1875028 1874994 50 84 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
ibosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

1928318 1928280 46 84 gi|219878242|ref|NR_025381.1| Moritella profunda 
ibosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1929855 1929817 46 84 gi|219878241|ref|NR_025380.1| Moritella abyssi 
ibosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1961712 1961678 50 84 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
ibosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

1989340 1989302 46 84 gi|219878202|ref|NR_025341.1| Serratia 
rain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 


cteria; Proteobacteria; Gammaproteobacte 


1990888 1990850 46 84 gi 


ammaproteobacteria; Enterobacteriales; E 
1992433 1992395 46 84 gi 
ammaproteobacteria; Enterobacteriales; E 
1993979 1993941 46 84 gi 
ammaproteobacteria; Enterobacteriales; E 
1997059 1997021 46 84 gi 
ammaproteobacteria; Enterobacteriales; E 
2004747 2004709 46 84 gi 


ammaproteobacteria; Enterobacteriales; E 


2009396 2009358 46 84 gi 
ammaproteobacteria; Enterobacteriales; E 
2025821 2025783 46 84 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
2027266 2027228 46 84 gi 
odoriferum strain LMG 17566 16S ribo 


om 


so 


; Enterobacteriaceae; Pectobacterium. 


2085553 2085515 46 84 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2091548 2091510 46 84 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2170418 2170380 46 84 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 


A 


he 


se 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 


219878200 
6S ribosomal RNA, partial sequence 1992387 19938 


219878199 
16S ribosomal RNA, partial sequence 1993927 19 


219878197 
16S ribosomal RNA, partial sequence 1997016 19 


219878192 


6S ribosomal RNA, partial sequence 2004699 20061 
ammaproteobacteria; Enterobacteriales; Enterobac 
2006293 2006255 46 84 gi|219878191 


219878189 
6S ribosomal RNA, partial sequence 2009346 20 


219878178 


219878177 


219878132 
2085504 20870 


219878128 
2091488 20930 
wanellac 
219857621 


ria; Ent 


nterobac 


nterobac 


954 


nterobac 


985 


nterobac 


077 


nterobac 


108 


nterobac 


20 
onada 


257 
cea 


mal RNA, 


lcanivor 


21703 
udomonad 


2188599 2188561 46 84 gi 


219857606 


erobacteriales; 


ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025338.1 


teri 
ref 


aceae; Serra 
NR_025336.1 


teriaceae; Prote 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref |NR_025316.1 
partial sequenc 


ref |NR_025271.1 


acac 
ref 


eae; Alcaniv 
NR_025267.1 


eae; Shewanella. 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 


Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 


ref|NR_025195.1 


Shewanella fidelis 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanellaceae; 


Shewanella. 


305824 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


305824 Bacteria_16S 
costantinii strai 
costantinii Bacte 


Pseudomonas. 


305824 Bacteria_16S 
ATCC 43380 16S ri 
G 
305824 Bacteria_16S 
NCTC 5923 16S rib 
G 
305824 Bacteria_16S 
strain ATCC 33638 
Proteob 
305824 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Yersinia. 


305824 Bacteria_16S 
venustensis strai 
Proteob 
305824 Bacteria_16S 


Bacteria; 


ruthenica strain 
Bacteria; 


strain ATCC49733 
Proteobacteria; 


strain YKJ-16 16S 
Proteobacteria; 


Aeromonadaceae; 


305824 Bacteria_16S 


strain ATCC 33531 
Bacteria; 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


305824 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


305824 Bacteria_16S 


strain ATCC 4973 
Proteobacteria; 


strain CIP 105469 
Bacteria; Proteob 


305824 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


305824 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


305824 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


305824 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


Proteob 
Pseudoalteromonas 
305824 Bacteria_16S 
strain DM12 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 
subsp. pectinolyt 
salmonicida subsp 
Aeromonas. 


Proteob 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


2218842 2218804 46 84 gi 
strain KMM 3447 16S ribosomal RNA, par 


Bacteria; Proteobacteria; Gammaproteobac 


2233998 2233960 46 84 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


s 


2238576 2238538 46 84 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2240087 2240049 46 84 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241598 2241560 46 84 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2243109 2243071 46 84 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


gi 


E 


E 


ct 


Pp 
ob 


2263112 2263074 46 84 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2270836 2270798 46 84 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


en 
ir 


en 
na 
2334411 2334373 47 85 
ibosomal RNA, partial sequence 


gi 


ho 


2363103 2363069 50 84 gi 


ammaproteobacteria; Pasteurellales; Past 
2390385 2390347 46 84 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2455822 2455784 46 84 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


H 


rt 
ia 


2461794 2461756 46 84 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2520724 2520686 46 84 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


ct 


se 
te 


2522204 2522166 46 84 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


se 
te 
2528275 2528237 46 


84 gi 


ammaproteobacteria; Pseudomonadales; Pse 
2555029 2554991 46 84 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2556595 2556557 46 84 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2570354 2570316 46 84 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2579475 2579437 46 84 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581041 2581003 46 84 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 


na 


se 


se 


se 


na 


305824 Bacteria_16S 


strain CFML 96-17 


219857586 
ti 

219857576 
ia; 


219857573 
2238534 22399 


219857572 
2240045 22415 
219857571 


219857570 


219857557 


219857552 


219857505 
2334350 23357 


219857485 
16S ribosomal RNA, partial sequence 2363042 23645 


219857466 
2390343 23918 


219857413 


219857408 


219857363 


219857362 


219857358 


16S ribosomal RNA, partial sequence 2528225 25296 


219857340 


219857339 


219857287 


219857281 


219857280 


al seque 
teria; P 


equence 


; Pseudo 


nterobac 


nterobac 


22415 
eriales; 


artial s 
acteria; 


ce 22630 
illales; 


ce 22707 
dales; P 


dobacter 


eurellac 


alomonad 


ial sequ 
Gammap 


fa 
24617 

eriales; 

quence 


ria; Pse 


quence 
ria; Pse 


udomonad 


25549 
dales; P 


25565 
udomonad 


25702 
udomonad 


25794 
udomonad 


25809 
dales; P 


2584180 2584142 46 84 gi 
0 16S ribosomal RNA, partial sequence 


219857278 


NR_025174.1 
221879 
omonadales; 


monadales; 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yers 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yers 
ref|NR_025159.1 
56 2243016 Yersi 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025145.1 
50 2264581 Alcan 
Alcanivoracace 
ref|NR_025140.1 
90 2272278 Pseud 
seudoalteromona 


ref |NR_025093.1 


acea 
ref 


e; Paracocc 
NR_025073.1 


eae. 
ref|NR_025054.1 
acea 
ref 
ence 
rote 


e; Halomonas 
NR_025001.1 

245578 
obacteria; 


ref|NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 

2522145 252361 
udomonadales; Ps 
ref|NR_024946.1 
aceae; Pseudomon 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 


ref|NR_024909.1 


n 


i 
a 


fo} 
d 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


omonadaceae; 


Yersinia rohdei strain 


rohdei Bacteria; 
i 


nia. 
Yersinia pestis strain 


pestis Bacteria; 
ai 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 
u 


s. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Raoultella planticola 
ella planticola 

eae; Raoultella. 
Pseudomonas 

4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas orientalis 


2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


305824 Bacteria_16S 


strain CIP 105273 
Proteobacteria; 


strain CIP 105460 
Bacteria; Proteob 


305824 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


305824 Bacteria_16S 


strain HPA92 16S 
Proteobacteria; 


strain 177 16S ri 
Proteobacteria; 


strain P925 16S r 
Proteobacteria; 


naphthovorans str 
naphthovorans Bac 


305824 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


305824 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


305824 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


305824 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


305824 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


305824 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


305824 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria 
Marinobacterium. 


305824 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


305824 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


305824 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


305824 Bacteria_16S 


strain IFO 15467 


Proteobacteria; G 


305824 Bacteria_16S 


japonicum strain 
japonicum Bacteri 


305824 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


305824 Bacteria_16S 


multiglobuliferum 
multiglobuliferum 


305824 Bacteria_16S 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 


Proteobacteria; G 


305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


2595016 2594978 46 84 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2596584 2596546 46 84 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2599564 2599530 50 84 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2601118 2601084 50 84 gi 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2602672 2602638 50 84 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2604226 2604192 50 84 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2607354 2607316 46 84 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2638037 2638003 50 84 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


al 
ri 


Pa 
gi 


Pa 
gi 


er 


ue 
ri 


2764033 2763995 46 84 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2815302 2815264 46 84 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


E 


ia 


2853475 2853437 46 84 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858160 2858122 46 84 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2862770 2862732 46 84 gi 


ammaproteobacteria; Pseudomonadales; P 
2865843 2865805 46 84 gi 


se 


; Proteobacteria; Gammaproteobacteria; 


2892050 2892012 46 84 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2919573 2919535 46 84 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


gi 
on 


1 
ct: 


2927064 2927026 46 84 gi 
ATCC 19193 16S ribosomal RNA, partial 

a; Proteobacteria; Gammaproteobacteria 
2930049 2930011 46 84 gi 


se 


’ 


ammaproteobacteria; Oceanospirillales; 0 
2931551 2931513 46 84 gi 
ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2933060 2933022 46 84 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


se 


v 


se 
a; 


2934573 2934535 46 84 gi 
strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
2966315 2966277 46 84 gi 


ar 
ba 


ammaproteobacteria; Enterobacteriales; E 


219857271 


se 


na 
219857268 


219857267 
2601060 26025 
st 
219857266 
2602614 26041 
st 
219857265 
2604168 26056 
st 
219857263 
ia 


219857232 


219857141 
2763991 27654 


219856913 
eq 
219856888 


na 
219856885 


na 
219856882 
6S ribosomal RNA, partial sequence 2862729 28642 
219856880 
eq 


Alteromon 


219856861 
2892009 28935 


219856843 


219856838 


219856836 


16S ribosomal RNA, partial sequence 2930007 29314 


219856835 


219856834 


219856833 


219846946 


25949 
25965 
dales; P 
sequenc 
a; Paste 
eurellac 


eurellac 


eurellac 


1 sequen 
ia; Ocea 


nce 
a; 


Paste 
nterobac 


uence 
Pseudo: 


’ 


28534 
dales; P 


28581 
dales; P 
udomonad 


uence 


aceae; V 


sequence 


eria; Ps 


quence 
Oceanosp 
ceanobac 


quence 
Oceanosp 


quence 
Alterom 


tial seq 
cteria; 


nterobac 


2972418 2972380 46 84 gi 


219846941 


udomonad 
219857270 


ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


Mannheimia 
NR_024897.1 


eae; 
ref 


Mannheimia 
NR_024896.1 


eae; 
ref 


eae; Mannheimia 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


ref |NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref |NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024701.1 
aceae; Pseudomon 
NR_024699.1 
2865789 286730 
adales; Alteromo 
ref|NR_024680.1 
ibrio. 
ref|NR_024662.1 

2919511 292100 
eudomonadales; P 


ref|NR_024657.1 
2927022 292847 
irillales; Marin 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024654.1 

2931509 293296 
irillales; Pseud 
ref |NR_024653.1 

2933018 293448 
onadales; Altero 


ref 
uenc 
Ocea 
ref 


NR_024652.1 
e 293453 
nospirillale 
NR_026538.1 


teriaceae; Dicke 


Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Actinobacillus 
1 Actinobacillus 
urellaceae; 


Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Pseudomonas 

8 Pseudomonas 

omonadaceae; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Marinobacterium 

5 Marinobacterium 

nadaceae; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Oceanobacter kriegii 


kriegii Bacteria; 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 

Marinobacterium 
0 Marinobacterium 
monadaceae; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 


ref|NR_026533.1 


Pseudomonas 


citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 


citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
305824 Bacteria_ 


strain 4-87 16S ribosomal RNA, partial sequence 


Proteobacteria; 
305824 Bacteria_ 


antarctica strain 
antarctica Bacter 


Psychromonas. 
305824 Bacteria_ 
strain DSM 11363 
Proteobacteria; 
305824 Bacteria_ 


CECT 4600 16S ribosomal RNA, partial sequence 
G 


Proteobacteria; 
305824 Bacteria_ 


strain FB2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
305824 Bacteria_ 


rubra strain ATCC 
Proteob 


Bacteria; 
Pseudoalteromonas. 


305824 Bacteria_16S 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 
nigrifaciens Bacteria; 


Pseudoalteromonas. 


305824 Bacteria_16S 2) 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 342381 


luteoviolacea Bacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas. 


305824 Bacteria_16S 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 

Pseudoalteromonas ca 
Pseudoalteromonadaceae; 
305824 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 
305824 Bacteria_ 
atlantica strain 


atlantica Bacteri 
Pseudoalteromonas. 


305824 Bacteria_ 


strain ATCC 43992 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


nigripulchritudo 
nigripulchritudo 


305824 Bacteria_16S 


80 16S ribosomal 


G 


16S 3072520 3072482 46 84 gi 


16S 3116171 3116133 46 84 gi 


16S 3176693 3176655 46 84 gi 


16S 3226719 3226681 46 84 gi 


16S 3352631 3352593 46 84 gi 


Gammaproteobacteria; Oceanospirillales; 


16S 3419459 3419421 46 84 gi 


219846873 
3072467 30738 
Gammaproteobacteria; Oceanospirillales; 


219846803 
16S ribosomal RNA, partial sequence 3176631 31781 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
219846769 
3226672 3228143 Vibrio tapetis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; 


Balneatrix. 
219846844 
star-1 16S ribosomal RNA, partial sequence 


ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Vibrio. 
219846682 
3352589 33540 
Halomonadaceae; 
219846631 
29570 16S ribosomal RNA, partial sequence 34194 
acteria; Gammaproteobacteria; Alteromonadales; 


3420935 3420897 46 
Proteobacteria; 
3422421 3422383 46 

Proteobacteria; 
3423902 3423864 46 


3425375 3425337 46 


84 


Gammaproteobacteria; 


84 


84 


84 


gi| 219846630 


gi| 219846629 


gi| 219846628 


gi| 219846627 


Alteromon 


sequence 3420894 342232 
Alteromonadales; 


ref|NR_026465.1| Balneatrix alpica 
61 Balneatrix alpica Bacteria; 


ref|NR_026436.1 
3116131 311762 


Psychromonas 
9 Psychromonas 
Psychromonadaceae; 


ref|NR_026395.1| Pseudomonas graminis 
59 Pseudomonas graminis Bacteria; 
Pseudomonas. 


ref|NR_026361.1| Vibrio tapetis strain 


ref|NR_026274.1| Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
Halomonas. 
ref|NR_026223.1| Pseudoalteromonas 
18 3420843 Pseudoalteromonas rubra 


Pseudoalteromonadaceae; 


NR_026222.1| Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


ref 


NR_026221.1] Pseudoalteromonas 
0 Pseudoalteromonas 


Pseudoalteromonadaceae; 


ref 


ref Pseudoalteromonas 


1 3425283 


NR_026220.1 
342386 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonas. 


Pseudoalteromonas 
9 Pseudoalteromonas 
Pseudoalteromonadaceae; 


NR_026219.1 
3425334 342676 
adales; 


Gammaproteobacteria; Alteromonadales; 
305824 Bacteria_16S 
strain Milford 74 


16S 3426861 3426823 46 84 gi 


16S 3428334 3428296 46 84 gi 


16S ribosomal RNA, partial sequence 


3557365 3557327 46 84 gi 
16S ribosomal RNA, partial sequence 


3558845 3558807 46 84 gi 
16S ribosomal RNA, partial sequence 
3560360 3560322 46 


84 gi 


3561881 3561843 46 84 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; 
3563366 3563328 46 
RNA, partial sequence 


84 gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


305824 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; 


Proteobacteria; 


strain ATCC 35912 
Bacteria; 


strain : CIP 7430 


3564846 3564808 46 84 gi 
16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibri 
305824 Bacteria_16S 
strain NS 16S ribosomal RNA, partial sequence 


3566362 3566324 46 84 gi 


Gammaproteobacteria; Vibrionales; Vibri 
305824 Bacteria_16S 


3567868 3567830 46 84 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibriona 
305824 Bacteria_16S 


3611994 3611956 46 84 gi 
16S ribosomal RNA, partial sequence 


IAM 12927 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


Shewanellac 
219846537 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 
305824 Bacteria_16S 
strain ATCC 15338 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
305824 Bacteria_16S 
strain 717 16S ribosomal RNA, partial sequence 
G 


les; 


219846626 


Alteromo 


219846625 


219846536 


219846535 
3560299 35617 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
305824 Bacteria_16S 219846534 
sequence 

Gammaproteobacteria; V 
219846533 
3563299 3564734 Vibri 


219846532 


onaceae; 
219846531 
3566301 35677 
onaceae; 
219846530 


219846497 


34282 


35572 
Vv 
35587 
Vv 


Vv 


35647 
Vv 


Vv 


35678 


Vibrionaceae; 


NR_026218.1 


Pseudoalteromonas 


3426820 3428242 Pseudoalteromonas 


nadales; Pseudoalteromonadaceae; 
ref|NR_026217.1| Shewanella benthica 
93 3429730 Shewanella benthica Bacteria; 
eae; Shewanella. 
ref|NR_026129.1| Vibrio tubiashii 
98 3558733 Vibrio tubiashii Bacteria; 
ibrio. 
ref |NR_026128.1| Vibrio proteolyticus 
84 3560248 Vibrio proteolyticus Bacteria; 
ibrio. 
ref|NR_026127.1| Vibrio orientalis 
64 Vibrio orientalis Bacteria; 
ibrio. 
ref|NR_026126.1| Vibrio 

3561815 3563248 Vibrio 
ibrionales; Vibrionaceae; Vibrio. 
ref|NR_026125.1| Vibrio nereis strain 


Oo nereis Bacteria; Proteobacteria; 


ref|NR_026124.1| Vibrio natriegens 

85 3566250 Vibrio natriegens Bacteria; 
ibrio. 

ref|NR_026123.1| Vibrio diazotrophicus 
56 Vibrio diazotrophicus Bacteria; 
ibrio. 

ref|NR_026122.1| Vibrio cincinnatiensis 


07 3569262 Vibrio 
Vibrio. 


cincinnatiensis 


36119 


ref|NR_026089.1| Aeromonas bestiarum 
33 3613434 Aeromonas bestiarum Bacteria; 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


305824 Bacteria_ 


gelidimarina strain ACAM 456 16S ribosomal RNA, partial 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacte 


305824 Bacteria_ 


frigidimarina str 
frigidimarina Bac 


305824 Bacteria_ 


strain P-172-71 1 
G 


Proteobacteria; 
305824 Bacteria_ 


porcinus strain N 
Proteob 


Bacteria; 
305824 Bacteria_ 


strain B62 16S ri 
G 


Proteobacteria; 
305824 Bacteria_ 


allosaccharophila 
allosaccharophila 


Aeromonas. 

305824 Bacteria_ 
strain NCTC 3438 
Bacteria; 
305824 Bacteria_ 


oryzihabitans str 
oryzihabitans Bac 


Pseudomonas. 


305824 Bacteria_16S 
strain Gl 16S rib 
G 
305824 Bacteria_16S 
thiocyanatus stra 
thiocyanatus Bact 


Proteobacteria; 


Paracoccus. 


305824 Bacteria_16S 


strain DM-82 16S 


strain DSS12 16S 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
305824 Bacteria_16S 
strain DSK1 16S ribosomal RNA, partial sequence 


Proteob 


16S 3657466 3657428 46 84 gi 


16S 3659023 3658985 46 84 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
16S 3693974 3693940 50 84 gi 


ammaproteobacteria; Pasteurellales; Pa 
16S 3695411 3695377 50 84 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
16S 3809239 3809201 46 84 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 3812388 3812350 46 84 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


16S 3824662 3824628 50 84 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
16S 3905452 3905414 46 84 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


3912950 3912912 46 

osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3935797 3935759 47 85 gi 
in THI 011 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


84 gi 


3937231 3937193 47 85 
ribosomal RNA, partial sequence 


gi 


3950349 3950311 46 84 
ribosomal RNA, partial sequence 


gi 


s 


3951905 3951867 46 84 gi 


219846466 
s 
ri 


se 


ar 
ba 


219846346 


11 

219846291 
qu 
er 


219846285 
3912908 39143 
E 
219846268 
sequence 

ria; 


219846267 
3937190 39385 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
305824 Bacteria_16S 


ho 
219846258 
3950287 39517 
he 
219846257 
3951843 39533 


equence 
a; 


ence 


eurellac 


36953 
ales; 


cteria; 
38245 
ales; Pa 


ence 


ia; Pseu 


nterobac 


Rhodo 


dobacter 


wanellac 


Alter 
219846465 
qu 
eria; Alte 
219846441 
6S ribosomal RNA, partial sequence 3693916 36953 
st 
219846439 
ce 
11 
219846356 
3809177 38107 
udomonad 
219846354 
tial seq 


Pa 


ref|NR_026058.1] Shewanella 
3657404 3658910 Shewanella 

omonadales; Shewanellaceae; 

ref|NR_026057.1] Shewanella 
3658961 3660465 Shewanella 

romonadales; Shewanellaceae; Shewanella. 

ref|NR_026032.1| Pasteurella aerogenes 

20 Pasteurella aerogenes Bacteria; 

eae. 

ref|NR_026030.1| Actinobacillus 

71 3696836 Actinobacillus porcinus 

steurellaceae; Actinobacillus. 

ref|NR_025947.1| Pseudomonas flavescens 

05 Pseudomonas flavescens Bacteria; 

aceae; Pseudomonas. 

ref|NR_025945.1] Aeromonas 

uence 3812327 3813828 Aeromonas 

Aeromonadales; Aeromonadaceae; 


Shewanella. 


ref|NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 
steurellaceae; Avibacterium. 
ref|NR_025881.1] Pseudomonas 

3905392 3906918 Pseudomonas 
domonadales; Pseudomonadaceae; 


ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_025858.1] Paracoccus 

3935756 3937139 Paracoccus 
bacterales; Rhodobacteraceae; 


ref|NR_025857.1| Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 
aceae; Paracoccus. 

ref|NR_025848.1| Shewanella violacea 

92 Shewanella violacea Bacteria; 

eae; Shewanella 
ref|NR_025847.1| Moritella japonica 
48 Moritella japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

305824 Bacteria_16S 3953440 3953402 47 85 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

305824 Bacteria_16S 3954879 3954841 47 85 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

305824 Bacteria_16S 3975646 3975608 50 88 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

305824 Bacteria_16S 3982777 3982739 46 84 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

305824 Bacteria_16S 4002088 4002050 46 84 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

305824 Bacteria_16S 4008116 4008078 46 84 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

305824 Bacteria_16S 4009651 4009613 46 84 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

305824 Bacteria_16S 4027799 4027761 46 84 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

305824 Bacteria_16S 4029348 4029310 46 84 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

305824 Bacteria_16S 4046045 4046007 46 84 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 


HDS1-1 16S riboso 
Gammaproteobacter 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


4045996 4047515 Vibrio ezurae Bacteria; 


Proteobacteria; 


305824 Bacteria_16S 4051993 4051955 46 84 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

305824 Bacteria_16S 4166212 4166174 47 85 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

305824 Bacteria_16S 4167694 4167656 47 85 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

305824 Bacteria_16S 4178422 4178384 46 84 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

305824 Bacteria_16S 4213260 4213222 46 84 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

305824 Bacteria_16S 4214814 4214776 46 84 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

305824 Bacteria_16S 4231512 4231474 47 85 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

305824 Bacteria_16S 232787 232750 47 84 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

305824 Bacteria_16S 292079 292046 51 84 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; 
P 
305824 Bacteria_16S 


Pasteurellales; 


strain TF-27 16S 
Proteobacteria; 


strain E7107 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
305824 Bacteria_16S 447709 447672 51 88 gi| 265678756 
strain 5424 16S ribosomal RNA, partial sequence 447654 44913 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
305824 Bacteria_16S 559345 559308 51 88 gi| 265678679 
strain 173-96 16S ribosomal RNA, partial sequence 559287 56077 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
305824 Bacteria_16S 
entanii strain LT 
Proteob 
305824 Bacteria_16S 
aurantiaca strain 
Proteob 
305824 Bacteria_16S 


Bacteria; 


Bacteria; 


strain MDA5527 16 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
305824 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; 


strain 21F-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
305824 Bacteria_16S 1092796 1092759 51 88 gi| 265678314 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Acetobacter. 

305824 Bacteria_16S 1095685 1095648 51 88 gi| 265678312 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodos 
Acetobacter. 

305824 Bacteria_16S 1228811 1228774 47 84 gi| 219878280 


strain R-4069 16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


asteurellaceae; Aggregatibacter. 
433834 433797 46 83 
ribosomal RNA, partial sequence 


gi|265678765 
433793 43528 


ammaproteobacteria; Alteromonadales; Shewanellac 
446181 446144 51 88 gi| 265678757 
ribosomal RNA, partial sequence 446125 44760 


Acetobacte 
265678604 
nce 66678 
rillales; 

265678584 
nce 69711 


666842 666805 51 88 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
697156 697119 50 87 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobacterales; C 
741103 741066 51 88 gi| 265678553 
S ribosomal RNA, partial sequence 741046 74252 
Acetobacte 
gi| 265678532 
770475 77198 


770542 770505 47 84 
S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; Pseudomonad 
1079075 1079038 51 88 gi| 265678323 
ribosomal RNA, partial sequence 1079018 10804 


Proteobacteria; Gammaproteobacteria; 


ref|NR_029070.1| Shewanella gaetbuli 
9 Shewanella gaetbuli Bacteria; 

eae; Shewanella 
ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029061.1| Roseomonas gilardii 

5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 

ref|NR_028984.1| Roseomonas rosea 

1 Roseomonas rosea Bacteria; 

raceae; Roseomonas. 

ref|NR_028909.1| Gluconacetobacter 

6 668269 Gluconacetobacter entanii 
Acetobacteraceae; Gluconacetobacter. 
ref |NR_028889.1| Brevundimonas 

8 698533 Brevundimonas aurantiaca 
aulobacteraceae; Brevundimonas. 
ref|NR_028857.1| Roseomonas mucosa 

7 Roseomonas mucosa Bacteria; 

raceae; Roseomonas. 

ref |NR_028836.1| Cellvibrio japonicus 

3 Cellvibrio japonicus Bacteria; 

aceae; Cellvibrio. 

ref|NR_028625.1| Acetobacter orientalis 
18 Acetobacter orientalis Bacteria; 
raceae; Acetobacter. 

Acetobacter 

2 Acetobacter 
etobacteraceae; 


ospirillales 
NR_028614.1 
1095628 109707 
pirillales; Acet 


Acetobacter 
0 Acetobacter 
obacteraceae; 


ribosomal RNA, partial sequence 1228770 12302 


ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


305824 Bacteria_ 
diazotrophicus st 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 
Gluconacetobacter 
305824 Bacteria_ 
strain M2000/95/1 
Proteob 


Bacteria; 


305824 Bacteria_ 
strain OSBAC1 16S 
G 
305824 Bacteria_ 
strain ATCC 15257 
Proteob 


Proteobacteria; 


Bacteria; 


305824 Bacteria_ 
strain ATCC 15253 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
305824 Bacteria_ 


elongatus strain 


elongatus Bacteri 


Microbulbifer. 


305824 Bacteria_ 
salipaludis strai 
Proteob 


Bacteria; 


305824 Bacteria_ 
strain Ps 9-14 16 
G 
305824 Bacteria_ 
umsongensis strai 
umsongensis Bacte 


Proteobacteria; 


Pseudomonas. 


305824 Bacteria_ 
strain Pss 26 16S 
G 
305824 Bacteria_ 
salitolerans stra 
salitolerans Bact 


Proteobacteria; 


Swaminathania. 


305824 Bacteria_ 
strain NCIMB 8633 
G 
305824 Bacteria_ 
strain CCUG 30811 
Proteob 


Proteobacteria; 


Bacteria; 


305824 Bacteria_ 


floricola strain 
Bacteria; 


305824 Bacteria_ 
multivorum strain 
multivorum Bacter 


Acidiphilium. 


305824 Bacteria_16S 


europaeus strain 
Bacteria; 


Bacteria; 


Bacteria; 


frateurii strain 


frateurii Bacteri 


Gluconobacter. 


305824 Bacteria_16S 
hansenii strain N 
hansenii Bacteria 
Gluconacetobacter. 
305824 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 
305824 Bacteria_16S 


Proteob 


Proteob 
305824 Bacteria_16S 
immobile strain E 
Proteob 
305824 Bacteria_16S 
intermedius strai 
Proteob 
305824 Bacteria_16S 


16S 1352990 1352953 51 88 gi 
rain PAl 5 16S ribosomal RNA, partial 


16S 1442367 1442334 51 84 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
16S 1707833 1707796 47 84 gi 
ribosomal RNA, partial sequence 
16S 2021319 2021282 50 87 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
16S 2022808 2022771 50 87 gi 
16S ribosomal RNA, partial sequence 


16S 2115941 2115904 47 
DSM 681 
a; Prot 


84 gi 
0 16S ribosomal RNA, partial se 
eobacteria; Gammaproteobacteria 


’ 


16S 2137114 2137077 47 
n SM-1 
acteria 
16S 


84 gi 
16S ribosomal RNA, partial sequ 
; Gammaproteobacteria; Alteromo 
2143106 2143069 46 83 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 2144611 2144574 46 83 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


16S 2146116 2146079 46 83 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 2159705 2159668 51 88 gi 
in PA 51 16S ribosomal RNA, partial se 
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305824 Bacteria_16S 3573919 3573882 51 88 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

305824 Bacteria_16S 3590726 3590689 51 88 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 
305824 Bacteria_16S 3891699 3891662 46 83 gi|219846300|ref|NR_025890.1| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 
305824 Bacteria_16S 4056470 4056433 47 84 gi| 219846182 |ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

305824 Bacteria_16S 317798 317760 47 85 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
305824 Bacteria_16S 366191 366155 46 82 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 
305824 Bacteria_16S 369214 369178 46 82 gi|265678808|ref|NR_029113.1]| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 


305824 Bacteria_16S 708746 708710 46 82 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

305824 Bacteria_16S 769002 768966 46 82 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

305824 Bacteria_16S 871351 871315 51 87 gi|265678464|ref|NR_028767.1| Gluconacetobacter 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
305824 Bacteria_16S 1405605 1405569 51 87 gi|219857143|ref|NR_024771.1| Acetobacter 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 1405568 1406981 Acetobacter 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 
305824 Bacteria_16S 1611837 1611797 45 85 gi|219878468|ref|NR_025607.1| Loktanella 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 
305824 Bacteria_16S 1748956 1748920 51 87 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

305824 Bacteria_16S 1750448 1750412 51 87 gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae 
strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

305824 Bacteria_16S 1827880 1827844 47 83 gi|219878317|ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
305824 Bacteria_16S 1872059 1872027 45 V4 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter parvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

305824 Bacteria_16S 1887505 1887473 45 77 gi|219878273|ref|NR_025412.1| Acinetobacter 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 1887472 1888937 Acinetobacter 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
305824 Bacteria_16S 1998598 1998562 46 82 gi|219878196|ref|NR_025335.1| Pragia fontium strain 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 
305824 Bacteria_16S 2508608 2508572 51 87 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 


305824 Bacteria_16S 2708751 2708715 51 87 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

305824 Bacteria_16S 2761114 2761078 51 87 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 


305824 Bacteria_16S 2809355 2809319 51 87 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

305824 Bacteria_16S 2824401 2824365 51 87 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

305824 Bacteria_16S 2928576 2928540 49 85 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

305824 Bacteria_16S 2946766 2946730 46 82 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

305824 Bacteria_16S 2948258 2948222 46 82 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

305824 Bacteria_16S 2949746 2949710 46 82 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

305824 Bacteria_16S 2952745 2952709 46 82 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

305824 Bacteria_16S 3033215 3033175 45 85 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 3062223 3062187 47 83 gi|219846880|ref|NR_026472.1| Sulfitobacter 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

305824 Bacteria_16S 3143206 3143170 47 83 gi|219846826|ref|NR_026418.1| Sulfitobacter 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

305824 Bacteria_16S 3941559 3941523 51 87 gi|219846264|ref|NR_025854.1| Acidiphilium rubrum 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium rubrum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

305824 Bacteria_16S 3943022 3942986 51 87 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

305824 Bacteria_16S 3945942 3945906 51 87 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium cryptum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

305824 Bacteria_16S 3947405 3947369 51 87 gi|219846260|ref|NR_025850.1| Acidiphilium angustum 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium angustum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

305824 Bacteria_16S 3968399 3968367 50 82 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
305824 Bacteria_16S 71234 71195 46 85 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

305824 Bacteria_16S 342437 342398 46 85 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

305824 Bacteria_16S 351401 351366 50 85 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

305824 Bacteria_16S 370713 370678 50 85 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 
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NR_028792.1 
834947 
Sphingomona 


ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 


ref 
uenc 
omyc 


NR_028738.1 
e 912332 
etales; Pseu 


ref|NR_028659.1 

1030633 103211 
etales; Micromon 
ref |NR_028654.1 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028648.1 


eae; 
ref 


neae; Micromono 


H s 


ref|NR_028629.1 
1074605 107593 
ales; Coryne 


ref |NR_028619.1 
07 1089634 Pseudo 


Flav 


Flavobacterium 
acterium micromati 
obacterium. 

Flavobacterium 

Flavobacterium 
iaceae; Flavobacterium. 

Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Micromonospora 
4 Micromonospora 


osporineae; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 
Rhodococcus 
5 Rhodococcus 


bacterineae; 


Pseudomonas 


monas psychrophila 
Pseudomonas. 
Acrocarpospora 

8 Acrocarpospora 

sporangineae; 


seudomonadaceae; 
ref 


NR_028612.1 
1098650 110009 
cetales; Strepto 


ref|NR_028605.1| Microbispora corallina 
07 Microbispora corallina Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_027219.1| Halomonas axialensis 
46 Halomonas axialensis Bacteria; 
aceae; Halomonas. 
ref|NR_026371.1| Kribbella koreensis 
72 Kribbella koreensis Bacteria; 
ineae; Nocardioidaceae; Kribbella. 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 


ref|NR_027605.1| Magnetospirillum 
1339181 1340623 Magnetospirillum 


305824 Bacteria_16S 
OT-1 16S ribosoma 


Flavobacteria; Fl 


305824 Bacteria_16S 
turnerae strain T 
Proteob 


Bacteria; 
Teredinibacter. 


305824 Bacteria_16S 
silvestris strain 
Proteob 
305824 Bacteria_16S 


Bacteria; 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
305824 Bacteria_16S 
endolithica strai 
endolithica Bacte 


Micromonosporacea 


305824 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


305824 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


305824 Bacteria_16S 


matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


305824 Bacteria_16S 


strain JCM 3325 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

305824 Bacteria_16S 1535925 1535886 46 85 gi| 219857378 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequenc 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Saccharothrix. 

305824 Bacteria_16S 1537487 1537448 46 85 gi| 219857377 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Saccharothrix. 

305824 Bacteria_16S 1539047 1539008 46 85 gi| 219857376 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 15389 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
305824 Bacteria_16S 1540596 1540557 46 85 gi| 219857375 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Actinokineospora. 

305824 Bacteria_16S 1542156 1542117 46 85 gi| 219857374 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequenc 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Actinokineospora. 

305824 Bacteria_16S 1573574 1573535 46 85 gi| 219856868 


strain MK27-91F2 
Actinobacteria; A 


305824 Bacteria_16S 


strain JCM 9114 1 
Actinobacteria; A 


305824 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


305824 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


305824 Bacteria_16S 


strain T4 16S rib 
Proteobacteria; A 


305824 Bacteria_16S 


1374160 1374125 49 
1 RNA, partial sequence 
avobacteriales; Flavobacteriaceae; Kor 
1377208 1377171 47 84 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


84 gi 


1380153 1380118 50 85 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1439292 1439253 46 85 gi 
ribosomal RNA, partial sequence 


1451419 1451380 46 85 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1469526 1469495 46 77 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1 


1520707 1520668 46 85 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 

1531421 1531382 46 85 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 
1534415 1534376 46 


e; 


85 gi 


ctinobacteridae; Actinomycetales; Pseudo 


1575099 1575060 46 85 gi 
ctinobacteridae; Actinomycetales; Pseudo 
1610355 1610324 47 78 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


ue 
ia 


1626940 1626905 49 84 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1628467 1628432 50 85 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Beije 


nc 
S; 


ri 


228717906 
1374101 1375614 Kordi 
dia. 

228717562 
ce 
nadales; 


228717274 
ce 
les; Beije 
224581428 
1439230 14407 
donocardin 
224581419 
uence 

Actinomyc 


224581406 
ria; 
219857610 
ia 
ae; 
219857427 
hoe k 


219857414 
6S ribosomal RNA, partial sequence 1534373 15358 


16S ribosomal RNA, partial sequence 1573526 15750 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


219878469 


219878458 


219878457 
1628419 16298 


13771 


13801 


sequence 
Pseud 


1 sequen 


3; Actino 


al seque 


nocardin 


nocardin 


nce 
Rhodob 


v 


16269 
Flavoba 


e 


nckiacea 


1662019 1661980 46 85 gi 


219878433 


Alter 


Actinomycet 


ref 
aal 


NR_027568.1 
gicida OT-1 


ref|NR_027564.1 
67 1378635 Tered 
omonadales 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Me 
ref|NR_027210.1 


eae; 
ref |NR_027200.1 

1451367 145284 
etales; Micromon 


ref|NR_027187.1 
1469465 147099 
omonadales; Mor 


ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref 
nce 


NR_025015.1 

153135 
ales; Micro 
ref|NR_025002.1 
13 Actinomadura 
ineae; Thermomon 
ref |NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 
ref|NR_024687.1 


eae; 
ref 


Actinosynne 
NR_024686.1 


eae; Actinosynne 
ref|NR_025608.1 

1610323 161174 
acterales; Rhodo 


ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025572.1 


philippinense strain A 80407 16S ribosomal RNA, partial sequence 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Kibdelosporangium. 


1661967 166345 


i 
g 


it 


a 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Methylocella 
ocella silvestris BL2 
hylocella. 

Lentzea violacea 


37 Lentzea violacea Bacteria; 
Actinosynne 


mataceae; Lentzea. 
Micromonospora 

3 Micromonospora 

osporineae; 


Psychrobacter 
0 Psychrobacter 
xellaceae; 


Nocardia 
6 Nocardia 
ebacterineae; 


Micromonospora 
9 1532864 Micromonospora 


monosporineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 

cardineae; 


Actinokineospora 
6 Actinokineospora 


ardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Roseisalinus 

3 Roseisalinus 
bacteraceae; 


Flavobacterium 
acterium frigoris 
obacterium. 
Methylocella tundrae 


tundrae Bacteria; 


Kibdelosporangium 
6 Kibdelosporangium 


305824 Bacteria_1 
lar 
Kibdelosporangium aridum subsp. 


aridum subsp. 


Actinomycetales; 


305824 Bacteria_1 


albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 
305824 Bacteria_1 
echinoides strain 
echinoides Bacter 
305824 Bacteria_1 
metallicus strain 
Bacteria; Actinob 


Nocardiopsis. 


305824 Bacteria_1 
namibiensis strai 
namibiensis Bacte 
Thermomonosporace 
305824 Bacteria_16S 
strain 525 16S ri 


Proteobacteria; E 


305824 Bacteria_16S 
aridum strain DSM 43828 16S ribosomal RNA, partial sequ 
Bacteria; Actinob 
Kibdelosporangium. 
305824 Bacteria_16S 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 
halotolerans stra 
halotolerans Bact 


Nocardiopsaceae; 


305824 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacte 


Pseudonocardiacea 


305824 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


305824 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


305824 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


305824 Bacteria_16S 


strain DSM 2665 1 


Bacteroidetes; Fl 


305824 Bacteria_16S 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 20 


Bacteroidetes; Fl 


305824 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


305824 Bacteria_16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


305824 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


305824 Bacteria_16S 


strain YIM 90003 


Streptomonospora. 


305824 Bacteria_16S 


6S 1663559 1663520 46 85 gi 
gum strain SKF-AAD-609 16S ribosomal R 
largum Bacteria 
Pseudonocardineae; Pseudonocardiaceae; 
6S 1665083 1665044 46 85 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


v 


6S 1703318 1703283 50 85 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
6S 1742876 1742837 46 85 gi 
R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


a; 


6S 1745913 1745874 46 85 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1768605 1768570 49 84 
bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
1815698 1815659 46 85 gi 


L 


gi 


acteria; Actinobacteridae; Actinomycet 


1865997 1865958 46 85 gi 
4 16S ribosomal RNA, partial sequence 


1876557 1876518 46 85 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

1923673 1923634 46 85 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

1949663 1949624 46 85 gi 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
e; Pseudonocardia. 

2000132 2000097 46 81 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2012493 2012458 50 85 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2013953 2013918 50 85 gi 


1 
i 


, 


al 


2062504 2062469 49 84 gi 
Flavoba 
gi 


avobacteria; Flavobacteriales; 
2064026 2063991 49 84 
avobacteria; Flavobacteriales; Flavobact 
2079417 2079378 46 85 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 

2099180 2099141 46 85 gi 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


s 


’ 


nc 
al 


2141599 2141564 49 84 gi 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 
2156699 2156660 46 85 gi 


ue 
la 


Strept 


2165828 2165789 46 85 gi 


K 


ct 
219878187 


ri 
219878186 
6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
305824 Bacteria_16S 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 20 
ct 
219878147 


yp 
219878148 


219878432 
NA, partia 
Actinobacteria; Actinobacteridae; 
ibdelosp 
219878431 
nc 
al 


e 16650 


es; 


219878405 
s 


equence 


17428 
es; 


219878376 
sequence 
Actinomyc 


219878358 
1768558 17700 
ta. 
219878325 
en 
al 


liaceae; 


ce 18156 
es; 


219878290 


18659 


omonospori 
219878283 
sequence 
Actinomy 


219878245 
qu 
Actinomyc 


ence 


219878228 
eq 


uence 


219878195 


20 
erial 


000 


es; 


sequ 
a; Rh 


enc 
odo 


153 


homonada 


639 


eriaceae 


654 


eriaceae 


219878136 


equen 
Actin 


ce 
omy: 


219878122 


20991 
Prop 


e 
es; 


219857640 


nce 
vobacter 


219857630 
16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


osporang 


219857624 


Pseu 


Rhizobi 
219878378 
ce 


al Stre 


Pseu 


Actinomy 


ref 
1 se 


NR_025571.1 
quence 


Kibdelosporangium 
1663507 1664980 


orangium. 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025517.1 
31 1744318 Nocard 


ptosporangineae; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


ref|NR_025497.1| Nautilia lithotrophica 
21 Nautilia lithotrophica Bacteria; 

Nautilia. 
ref|NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


ref|NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025422.1 

1876505 187800 
cetales; Strepto 


Asanoa ishikariensis 

ishikariensis Bacteria; 

poraceae; Asanoa. 
Nocardiopsis 

9 Nocardiopsis 

sporangineae; 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


ref |NR_025367.1 
1949601 195111 
cetales; Pseudon 


ref |NR_025334.1| Obesumbacterium 

96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref|NR_025326.1| Hyphomonas 

e 2012455 2013864 Hyphomonas 

bacterales; Hyphomonadaceae; Hyphomonas. 
ref |NR_025325.1|] Hyphomonas polymorpha 
24 Hyphomonas polymorpha Bacteria; 

ceae; Hyphomonas 
ref|NR_025287.1 
37 Cellulophaga 
; Cellulophaga. 
ref|NR_025286.1 
61 Cellulophaga 
; Cellulophaga. 
ref|NR_025275.1 
2079371 208087 
cetales; Propion 


Cellulophaga fucicola 
fucicola Bacteria; 


Cellulophaga baltica 
baltica Bacteria; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


ref|NR_025261.1 
38 2100621 Nocard 


ionibacterineae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


ref |NR_025229.1 
2141553 214301 


Tenacibaculum 

7 Tenacibaculum 

iales; Flavobacteriaceae; Tenacibaculum. 
ref|NR_025219.1| Streptomonospora alba 
43 Streptomonospora alba Bacteria; 
ineae; Nocardiopsaceae; 


ref|NR_025213.1| Pseudonocardia 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 


chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 


305824 Bacteria_16S 2179460 2179425 49 84 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
305824 Bacteria_16S 2180976 2180941 49 84 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
305824 Bacteria_16S 2332837 2332798 46 85 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

305824 Bacteria_16S 2335811 2335776 50 85 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

305824 Bacteria_16S 2341815 2341776 46 85 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
305824 Bacteria_16S 2394967 2394936 47 78 gi|219857463|ref|NR_025051.1] Bartonella birtlesii 


strain IBS 325 16 


Pseudonocardia. 


S ribosomal RNA, partial sequence 


2394935 23963 


35 Bartonella birtlesii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

305824 Bacteria_16S 2399485 2399450 50 85 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

305824 Bacteria_16S 2408639 2408600 46 85 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

305824 Bacteria_16S 2496349 2496310 46 85 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

305824 Bacteria_16S 2510122 2510083 46 85 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

305824 Bacteria_16S 2537251 2537216 50 85 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

305824 Bacteria_16S 2538655 2538620 50 85 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 2539930 Hyphomonas hirschiana Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

305824 Bacteria_16S 2541390 2541355 50 85 gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 2542665 Hyphomonas adhaerens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

305824 Bacteria_16S 2656231 2656192 46 85 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

305824 Bacteria_16S 2657756 2657717 46 85 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

305824 Bacteria_16S 2659280 2659241 46 85 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

305824 Bacteria_16S 2669673 2669634 46 85 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


305824 Bacteria_16S 


strain Pd55 16S r 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
305824 Bacteria_16S 2677240 2677201 46 85 gi| 219857204 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 26786 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
305824 Bacteria_16S 2687739 2687700 46 85 gi|219857197 


strain IFM 10088 


305824 Bacteria_16S 


Strept 


2675756 2675721 49 84 
ibosomal RNA, partial sequence 


gi 


ne 


osporang 


219857205 
2675717 26771 


16S ribosomal RNA, partial sequence 2687699 26891 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


2692210 2692171 46 85 


gi 


219857193 


ineae; Streptosp 


ref|NR_024833.1 


Leb 
ref 


etimonas. 
NR_024832.1 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 


silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 


orangiaceae; 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 


ref|NR_024821.1 
2692168 269363 


Planotetraspora 
9 Planotetraspora 


silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Planotetraspora. 


305824 Bacteria_ 


strain K97-0003 1 


Bacteria; 


sphaerica strain 


sphaerica Bacteri 
Streptosporangiac 
305824 Bacteria_16S 


strain JCM 9373 1 


Planomonospora. 


305824 Bacteria_16S 
terrae strain IFO 
Bacteria; Actinob 


Actinokineospora. 


305824 Bacteria_16S 


strain IFO 16295 


16S 2723800 2723761 46 85 


gi 


2741786 2741751 49 84 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2750548 2750509 46 85 gi 
in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
eae; Microtetraspora. 

2752042 2752003 46 85 gi 
JCM 9374 16S ribosomal RNA, partial se 


S; 


’ 


eae; Planomonospora. 


2753538 2753499 46 85 


gi 
Stre 


2759598 2759559 46 85 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycetal 


2770114 2770075 46 85 


gi 


6S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 
limicola strain S 
Bactero 
305824 Bacteria_16S 
malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 
305824 Bacteria_16S 


omonosp 

219857159 
417 
oba 
219857152 
qu 


ce 


6S ribosomal RNA, partial sequence 2753496 27 


Actinobacteria; Actinobacteridae; Actinomycetales; pt 


16S ribosomal RNA, partial sequence 2770058 27 


219857172 
252 
ori 


27 
Flav 


ence 
Actin 


219857151 
qu 
a; Actinobacteria; Actinobacteridae; Act 


ence 
inomy: 


219857150 
549 
ang 


ospor 


219857146 
en 


ce 27 
es; P 


595 


219857137 


715 


omy: 


cet 


seu 


ref|NR_024800.1 


neae; Micromonos 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Fla 
ref |NR_024780.1 

2750506 275194 
cetales; Strepto 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


, 


ref|NR_024778.1 


ineae; Streptosp 
ref|NR_024774.1 
56 2761026 Actino 
donocardineae; 


ref|NR_024765.1 


Vi 


Streptosporangineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Flavobacterium 

acterium limicola 

obacterium. 
Microtetraspora 

9 Microtetraspora 

sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 


Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
305824 Bacteria_16S 2795664 2795625 46 85 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

305824 Bacteria_16S 2797187 2797148 46 85 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 


305824 Bacteria_16S 


strain IFO 12513 


305824 Bacteria_ 
strain IFO 13911 


305824 Bacteria_ 
strain IFO 14915 


305824 Bacteria_ 
strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


305824 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


305824 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


305824 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


305824 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


305824 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


305824 Bacteria_16S 


osporangiaceae; Cryptosporangium. 


2798707 2798668 46 85 gi 


6S 2800229 2800190 46 85 gi 


6S 2801752 2801713 46 85 gi 


6S 2803273 2803234 46 85 gi 


2804794 2804755 46 85 gi 
in IFO 14935 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2806317 2806278 46 85 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2807838 2807799 46 85 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
2810818 2810783 49 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2812312 2812277 49 84 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
2818376 2818337 46 85 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 


2 
1 
7 


2 
1 
7 


84 gi 
s 
avi 


eq 
ob 


1 
e; 


16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857116 
16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857115 
16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857114 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


305824 Bacteria_16S 


omonosp 
219857113 


219857117 


0 
fo} 


01 


016 


031 


0 
fo} 


47 


seque 
Actin 


n 
0: 


ce 


19857112 


seque 
Actin 


n 
O: 


ce 
my’ 


19857111 


nce 
omy 


seque 
Actin 


219857109 


equen 
obact 


ce 
eri 


219857108 


uence 
acterial 


219856911 


sequence 


2819870 2819831 46 85 


gi 


219856910 


ri 


ori 


ori 


ri 


my 


Actinomycet 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref |NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref |NR_024741.1 
2804752 280622 
cetales; Micromo 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ref|NR_024739.1 
2807796 280926 
cetales; Micromo 


ref |NR_024737.1 
2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 
2812273 281371 
es; Flavobacteri 
ref |NR_024732.1 
2818334 281977 
ales; Strept 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Planomonospora 

7 Planomonospora 
osporangineae; 


ref|NR_024731.1 


Planobispora rosea 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 


Actinobacteria; A 
Planobispora. 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosp 


orangiaceae; 


305824 Bacteria_ 
parontospora subs 


Actinomycetales; 


305824 Bacteria_ 
strain JCM 9312 1 


Catenuloplanes. 


305824 Bacteria_ 
strain MK703-102F 


16S 
p- 


2821363 2821324 46 85 gi|2 


16S 2828942 2828903 46 85 2 


gi 


16S 2833514 2833475 46 85 gil|2 


1 16S ribosomal RNA, partial sequence 


antibiotica strain JCM 3094 16S ribos 
Planomonospora parontospora subsp. 


19856909 


19856904 


6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


omal RNA, 
antibiotica Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; Streptosporangiaceae; Planomono 


ref 
pa 


NR_024730.1 
rtial sequen 


Planomonospora 
ce 2821321 2822766 


spora. 
ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 


omonosporineae; Micromonosporaceae; 
19856901|ref|NR_024722.1| Nocardia vinacea 
2833466 2834941 Nocardia vinacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

305824 Bacteria_16S 2890554 2890515 46 85 gi| 219856862 |ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

305824 Bacteria_16S 2937582 2937543 46 85 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 

305824 Bacteria_16S 2939100 2939061 46 85 gi|219856830|ref|NR_024649.1| Lentzea albida strain 


IFO 16102 16S ribosomal RNA, partial sequence 


2939058 29405 


28 Lentzea albida Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
305824 Bacteria_16S 2940621 2940582 46 85 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

305824 Bacteria_16S 2942140 2942101 46 85 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

305824 Bacteria_16S 2984676 2984637 46 85 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 


strain 10.268-1 1 


6S ribosomal RNA, partial sequence 2984634 29861 


05 Nocardia flavorosea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

305824 Bacteria_16S 2986198 2986159 46 85 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

305824 Bacteria_16S 3012002 3011963 46 85 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 


aurantiacus Bacte 


Nocardioidaceae; 


305824 Bacteria_16S 
strain K 16S ribo 


Hyphomicrobium. 


305824 Bacteria_16S 
australicum strai 
australicum Bacte 
305824 Bacteria_16S 
vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 
305824 Bacteria_16S 
roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 
305824 Bacteria_16S 
matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 
305824 Bacteria_16S 


ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 


3071062 3071027 50 85 


gi 
ri 
3102628 3102589 46 85 gi 
in HR1-2 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
e; Verrucosispora. 

3125273 3125238 50 85 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


s 
i: 


3262980 3262945 50 85 gi 


n IFAM ST1306 16S ribosomal RNA, partial 


Actinomyc 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
305824 Bacteria_16S 
gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 
305824 Bacteria_16S 
methylovorum stra 
methylovorum Bact 


ence 


219846838 


equence 
a; 


219846745 
sequenc 


nckiaceae; 
219846853 


Actinomyceta 


Rhizobial 


etales; Propionibacterineae; 
ref|NR_026466.1 
locella palustri 
Methylocella 
ref|NR_026445.1 
102586 310404 
les; 


Methylocella palustris 
s Bacteria; 


Verrucosispora 
7 Verrucosispora 
Micromonosporineae; 


w 


ref|NR_026430.1 
125234 312665 


es; Hyphomic 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


w 


ref |NR_026337.1 
e€ 3262929 326438 


Pedomicrobium 
2 Pedomicrobium 


ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
3323779 3323740 46 85 gi|219846702|ref|NR_026294.1| Dactylosporangium 
SM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Dactylosporangium. 
3325305 3325266 46 85 gi|219846701|ref|NR_026293.1| Dactylosporangium 
43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 


acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
3326827 3326788 46 85 gi|219846700|ref|NR_026292.1| Dactylosporangium 
ain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Dactylosporangium. 
3328346 3328307 46 85 gi|219846699|ref|NR_026291.1| Dactylosporangium 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 


305824 Bacteria_16S 


3329871 3329832 46 85 gi 


219846698 


strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


305824 Bacteria_16S 


strain DSM 43039 


3331399 3331360 46 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


305824 Bacteria_16S 


DSM 803 16S ribos 


3340432 3340393 46 
omal RNA, partial sequence 


85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


305824 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


305824 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


305824 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


305824 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


305824 Bacteria_16S 


strain DSM 43205 


3343478 3343439 46 85 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3345006 3344967 46 85 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3348058 3348019 46 85 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3386261 3386223 46 84 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3471965 3471926 46 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


305824 Bacteria_16S 


strain DSM 4954 1 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


305824 Bacteria_16S 


franzmannii strai 
Bacteria; Bactero 


305824 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


305824 Bacteria_16S 
somal RNA, partial sequence 3833603 3835009 Rumin 


strain 7 16S ribo 
Clostridia; Clost 


305824 Bacteria_16S 


hibernum strain A’ 
hibernum Bacteria 


305824 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


305824 Bacteria_16S 


strain IFO 15474 
Actinobacteria; A 
Herbidospora. 


305824 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


305824 Bacteria_16S 


strain PW2 16S ri 
Proteobacteria; A 


305824 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


305824 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


305824 Bacteria_16S 


3475022 3474983 46 85 gi 


3476550 3476511 46 85 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3792645 3792610 49 84 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3823134 3823103 50 81 gi 
strain 536 16S ribosomal RNA, complete 
Bacteria; Proteobacteria; Gammaproteob 
3833656 3833621 50 85 gi 
ridiales; Ruminococcaceae; Ruminococcu 
3842756 3842721 49 84 gi 
TCC 51468 16S ribosomal RNA, partial s 
Bacteroidetes; Flavobacteria; Flavob 
3851774 3851735 46 85 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3900836 3900797 46 85 gi 


’ 


ctinobacteridae; Actinomycetales; Stre 
3917309 3917270 46 85 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

3944490 3944451 46 85 
bosomal RNA, partial sequence 

lphaproteobacteria; Rhodospirillales; 

3969853 3969818 47 82 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3977136 3977101 50 85 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


gi 


, 


4000590 4000555 50 85 gi 


omonospori 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 


omonospori 
219846690 


3340376 3341852 Micro 


omonospori 


219846688 
33434 
ales; Micr 
219846687 
e 33449 
ales; Micr 
219846685 
33480 
ales; Micr 
219846658 
33862 
Halomonad 
219846594 


16S ribosomal RNA, partial sequence 3471913 34733 


nebacterin 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
305824 Bacteria_16S 


nebacterin 
219846591 
al sequenc 
e; 


219846368 
nce 37926 
s; Flavoba 
219846347 
sequence 
acteria; P 
219846339 


Ss. 
219846333 
equence 

acteriales 
219846327 
quence 

idiales; R 
219846294 


16S ribosomal RNA, partial sequence 3900794 39022 


ptosporang 
219846282 
al sequenc 
ae; Actino: 


, 


219846262 


3944448 39458 


Acetobacte 
219846245 
ence 39698 
terales; R 
219846240 
quence 

Rhodospir 


219846224 


flavimaris strain SW-151 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 


Sphingopyxis. 


Actinomycet 


ref|NR_026290.1 


; Micromonos 
NR_026289.1 


neae 
ref 
neae; Micromonos 
ref |NR_026282.1 
monospora rosari 
neae; Micromonos 


, 


ref |NR_026280.1 
22 3344899 Micro 
omonosporineae; 


ref |NR_026279.1 
50 3346425 Micro: 
omonosporineae; 


ref|NR_026277.1 
02 3349477 Micro: 
omonosporineae; 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref|NR_026186.1 


Nocardiacea 
NR_026184.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref |NR_025938.1 

3823071 382454 
asteurellales; P 


ref 
ococ 


NR_025929.1 
cus albus 7 


ref |NR_025923.1 
3842717 384417 
; Flavobacteriac 
ref|NR_025917.1 
3851732 385319 
uminococcaceae; 
ref |NR_025884.1 


ineae; Streptosp 
ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 
ref|NR_025852.1 
raceae; Acidocel 
ref |NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref |NR_025830.1 

3977072 397838 
illales; Rhodosp 


ref |NR_025814.1 
4000552 400199 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Micromonospora rosaria 

a Bacteria; 

poraceae; 


Micromonospora 


monospora inositola 


Micromonosporaceae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Polaribacter 
bacter franzmannii 
ribacter. 

Haemophilus 
7 Haemophilus 
asteurellaceae; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Herbidospora cretacea 


68 Herbidospora cretacea Bacteria; 


orangiaceae; 
Spirilliplanes 
6 Spirilliplanes 


monosporineae; 


Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Sphingopyxis 
5 Sphingopyxis 


305824 Bacteria_16S 4005107 4005072 46 81 gi|219846221|ref|NR_025811.1| Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

305824 Bacteria_16S 4109356 4109317 46 85 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
305824 Bacteria_16S 4110923 4110884 46 85 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
305824 Bacteria_16S 25811 25773 47 85 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 


Firmicutes; 


Proteobacteria; 


305824 Bacteria_16S 
strain Y6 16S rib 
G 
305824 Bacteria_16S 
succinivorans str 


Proteobacteria; 


succinivorans Bac 


305824 Bacteria_16S 
antarctica strain 
Proteob 
Pseudoalteromonas. 
305824 Bacteria_16S 
6S ribosomal RNA, partial sequence 165488 16699 


Bacteria; 


strain NCTC 279 1 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 180636 180598 47 85 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 194442 194408 50 84 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 

305824 Bacteria_16S 208417 208379 47 85 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 209970 209932 47 85 gi|265678922|ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 263253 263219 50 84 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
305824 Bacteria_16S 313368 313330 47 85 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 571517 571479 47 85 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

305824 Bacteria_16S 627403 627365 46 84 gi|265678633|ref|NR_028938.1| Morganella morganii 


strain M11 16S ri 
Proteobacteria; G 


305824 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


305824 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


305824 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


305824 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


305824 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


305824 Bacteria_16S 


luminescens subsp 


Clost 
305824 Bacteria_16S 
strain TCl 16S ri 
G 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
662173 662139 50 84 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


683346 683308 47 85 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
689504 689470 50 


gi 


Clostridiaceae; 
84 gi 


ammaproteobacteria; Enterobacteriales; 
691062 691024 46 84 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


716495 716461 50 84 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
722726 722688 46 84 gi 


gi 


627341 62884 


Enteroba 


Enteroba 


Clostridi 


Enteroba 


sequence 
ia; Enter 


Enteroba 


265678607 
662137 66364 


265678593 
683287 68472 


265678589 
16S ribosomal RNA, partial sequence 689459 69096 


265678588 


265678570 
716437 71796 


265678566 
laumondii strain TT01 16S ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

59118 59084 50 84 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
bosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

60668 60634 50 84 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
osomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

69684 69642 43 85 gi| 265679017 |ref|NR_029325.1| Schwartzia 
ain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
teria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

81546 81508 46 84 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 

NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

165550 165512 47 85 gi| 265678952 |ref|NR_029260.1| Clostridium tetani 


5 Clostridium tetani Bacteria; 


2 Morganella morganii Bacteria; 
teriaceae; Morganella. 
ref|NR_028912.1] Enterobacter cloacae 
7 Enterobacter cloacae Bacteria; 
teriaceae; Enterobacter; Enterobacter 


Cc 


Cc 


ref |NR_028898.1| Clostridium acidisoli 
3 Clostridium acidisoli Bacteria; 
m. 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028893.1| Buttiauxella 

691014 692520 Buttiauxella 
bacteriales; Enterobacteriaceae; 


Uo 


Cc 


0 


ref|NR_028875.1| Enterobacter pyrinus 
8 Enterobacter pyrinus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028870.1] Photorhabdus 

722663 724202 


Cc 


Photorhabdus luminescens subsp. 


Enterobacteriales 


305824 Bacteria_16S 
luminescens subsp 
Photorhabdus luminescens subsp. 


Enterobacteriales 


305824 Bacteria_16S 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


phenolica strain 
Bacteria; 
Pseudoalteromonas 


305824 Bacteria_16S 


strain CFBP 4188 
Proteobacteria; 


strain CDC 2970-5 
Bacteria; Proteob 


305824 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; 


strain I-75 16S r 
Proteobacteria; 


strain DO 14784 1 
Proteobacteria; 


thermophila strai 
Bacteria; Proteob 


305824 Bacteria_16S 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


305824 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


305824 Bacteria_16S 


sarecensis strain 
Bacteria; 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


305824 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


305824 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


305824 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


305824 Bacteria_16S 


strain SK-1T 16S 
Proteobacteria; 

305824 
subsp. 
subsp. 
305824 
strain Albert 199 
Proteobacteria; G 


G 


smithia st 
smithia Ba 


305824 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


strain SH1 16S ri 
Firmicutes; Clost 


305824 Bacteria_16S 


strain R-8904 16S 


Proteob 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


Proteob 
305824 Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


Enterobacteriaceae; Photorhabdus. 
724309 724271 46 84 gi 
akhurstii strain FRGO4 16S ribosomal 


’ 


v 


Photorhabdus. 
80 


Enterobacteriaceae; 


809007 808973 46 gi 


866783 866749 50 84 gi 
ammaproteobacteria; Xanthomonadales; xX 
986395 986361 50 84 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
987975 987941 50 84 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
989555 989521 50 84 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
991126 991092 50 84 gi 


ammaproteobacteria; Enterobacteriales; 
1029143 1029109 50 84 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1169874 1169836 47 85 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1264942 1264904 47 


85 gi 


ridiales; Clostridiaceae; Clostridium. 
1275398 1275364 46 80 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1311580 1311546 50 84 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1336246 1336208 47 85 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1362017 1361979 47 85 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1428479 1428445 50 84 gi 
in USAM 3C 16S ribosomal RNA, partial 

eria; Proteobacteria; Gammaproteobacte 


1458808 1458770 46 84 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1570538 1570500 46 84 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1666608 1666574 50 84 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1700201 1700167 50 84 gi 
S ribosomal RNA, partial sequence 


gi 


1706299 1706261 47 85 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1710885 1710847 47 85 gi 


gi 


265678565 


265678506 
ence 80896 
nadales; 


265678467 


16S ribosomal RNA, partial sequence 866725 86827 
anthomonad 


265678386 
98633 

cteriales; 

265678385 


987916 98944 


Enterobac 
265678384 


989496 99101 


Enterobac 
265678383 


6S ribosomal RNA, partial sequence 991068 99256 


Enterobac 
265678358 
nce 10291 
hales; Pis 
228719618 


1169826 11712 


ales; Pseu 


219846539 


1264886 1266379 Clostridium grantii Bacteria 


219846179 
ce 12753 
irillales; 
228721465 
sequence 
eria; Xant 


228721486 
equence 
eobacteria 


228719132 
nce 13619 
terales; R 
224581439 
sequence 

ria; Xanth 


224581413 


1458766 14602 


Enterobac 
219878156 
al sequenc 
teria; Aer 
219878430 
16665 
Enterobac 
219878407 


1700153 17016 
ammaproteobacteria; Alteromonadales; Alt 
305824 Bacteria_16S 


eromonad 
219878403 


1706248 17077 


Clostridiu 
219878400 


ribosomal RNA, partial sequence 


RNA, part 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


P 


ref 
ial 


NR_028869.1 
sequence 


ref|NR_028809.1 
8 810417 Pseudo 
seudoalteromona 
ref |NR_028770.1 
aceae; Xanthomon 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiacea 
ref |NR_027583.1 
94 Thermobispora 
donocardineae; P 
f 


ref |NR_026131.1 


ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae 
ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


, 


NR_027609.1 
8 
odobacterale 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027221.1 
1428427 142992 
omonadales; Xant 
ref|NR_027194.1 
teriaceae; Xenor 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025546.1 


acea 
ref 


e; Glaciecol 
NR_025542.1 


m. 
ref 


d 


e: 


v 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Citrobacter murliniae 

acter murliniae 

eae; Citrobacter. 

Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


’ 


Clostridium grantii Al 
Firmicutes; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Octadecabacter 

cabacter antarcticus 307 
Octadecabacter. 
Lysobacter 

1 Lysobacter 

homonadaceae; 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 


Loktanella salsilacus 


NR_025539.1 


1710844 1712258 Loktanella salsilacus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 


305824 Bacteria_ 


halodurans strain 
Proteob 


Bacteria; 
305824 Bacteria_ 


neutrophila strai 
neutrophila Bacte 


Halorhodospira. 
305824 Bacteria_ 


stellipolaris str 
stellipolaris Bac 


Alteromonas. 
305824 Bacteria_ 
strain LMG 21857 
Proteobacteria; 
305824 Bacteria_ 


strain CK58 16S r 
Clost 


Firmicutes; 
305824 Bacteria_ 
strain SW-47 16S 
Proteobacteria; 

305824 Bacteria_ 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas. 


305824 Bacteria_ 
strain K9951 16S 
Proteobacteria; 

305824 Bacteria_ 


strain Pl 16S rib 
D 


Proteobacteria; 
305824 Bacteria_ 


kellyi strain BII 
Proteob 
305824 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
305824 Bacteria_16S 
strain 2074-AUS-E 
G 
305824 Bacteria_16S 
beliardensis stra 
beliardensis Bact 
305824 Bacteria_16S 


Bacteria; 


Proteobacteria; 


strain DSM 12769 
Proteobacteria; 


strain ACAM 81 16 
Bacteroidetes; Fl 


305824 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; 


baikonurensis Bac 
Nocardiaceae; 


strain ATCC 12775 
Proteobacteria; 


strain ATCC 33616 
Bacteria; Proteob 


305824 Bacteria_16S 


strain 441-1 16S 
Proteobacteria; 


strain SG3902 16S 
Firmicutes; Clost 


305824 Bacteria_16S 


G 


G 


G 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 
baikonurensis str 


Rho 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


G 
305824 Bacteria_16S 


16S 1765608 1765570 46 84 gi 

34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
16S 1786672 1786634 46 84 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


16S 1859790 1859756 50 84 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 
16S 1868947 1868913 50 


84 gi 


16S 1972158 1972120 47 85 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 2100710 2100676 50 84 gi 


ribosomal RNA, partial sequence 


gi 


16S 2183986 2183952 50 84 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


16S 2187068 2187034 50 84 

ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
16S 2267762 2267728 50 84 gi 
osomal RNA, partial sequence 
eltaproteobacteria; 
16S 


gi 


Desulfobacterales; 
2424101 2424067 50 84 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2463287 2463249 47 85 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2500958 2500924 50 84 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; Leg 
2502463 2502429 50 84 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2505528 2505490 46 84 gi 


ammaproteobacteria; Chromatiales; Ecto 
2631878 2631844 49 83 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
2636459 2636425 50 84 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2746185 2746147 46 84 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2855038 2855004 50 84 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2856609 2856575 50 84 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2992252 2992218 50 84 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3016621 3016583 47 85 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
3057633 3057599 50 


e; 


Halobacteroida 
84 gi 


eq 
ia 


al 
er 


ammaproteobacteria; Alteromonadales; Alt 


qu 
ia 


io 


D 


al 


s 
ia 


io 


ar 
ri 
219857373 
16S ribosomal RNA, partial sequence 2505486 25069 
iorhodos 
219857237 
2631843 26332 
cteriaceae 
219857233 


th 


eq 


E 


na 


io 


219878360 
en 
al 


ce 


v 


219878294 
sequenc 
ia; Alte 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 


, 


219857607 
2187032 21885 
nellacea 
219857554 
2267708 22692 
esulfoba 
219857442 


a; 


Enterobac 
219857156 
uence 

Actinomycet 


219856887 


nterobac 
219856886 


dales; 
219846928 
2992209 29936 
nellacea 
219846912 
3016582 30179 
ce 


ae; 


219846883 


es; 


es; 
219857407 
equence 

les; 
219857381 


nellacea 
219857380 
tial seq 


17655 


Ecto 
219878344 
uence 

Chroma 


eromonad 
219878213 
1972100 19735 
Clostridium. 
219878121 
2100672 21021 
eromonad 
219857609 
ence 

Xantho: 


24240 
Halo 


Clo 


25009 


Legio 


26364 


28549 


28565 
x 


Oren 


ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref |NR_025483.1 

1786631 178798 
tiales; Ectothio 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


ref|NR_025427.1| Glaciecola polaris 
93 Glaciecola polaris Bacteria; 
aceae; Glaciecola. 

ref|NR_025352.1| Clostridium akagii 
91 Clostridium akagii Bacteria; 


ref|NR_025260.1| Alteromonas marina 
60 Alteromonas marina Bacteria; 
aceae; Alteromonas. 

ref|NR_025198.1| Pseudoxanthomonas 
183928 2185466 Pseudoxanthomonas 
monadales; Xanthomonadaceae; 


ND 


ref|NR_025196.1| Legionella busanensis 
07 Legionella busanensis Bacteria; 
e; Legionella. 
ref|NR_025142.1| Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 
cteraceae; Desulfofaba. 
ref |NR_025030.1| Halothiobacillus 
42 2425535 Halothiobacillus kellyi 
thiobacillaceae; Halothiobacillus. 
ref|NR_024995.1| Clostridium 

2463226 2464712 Clostridium 
stridiaceae; Clostridium. 
ref|NR_024969.1| Legionella waltersii 
08 2502354 Legionella waltersii Bacteria; 
e; Legionella. 
ref |NR_024968.1 
uence 250240 


Legionella 
5 2503874 Legionella 
nellales; Legionellaceae; Legionella. 
ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024865.1| Flavobacterium xanthum 
96 Flavobacterium xanthum Bacteria; 
; Flavobacterium. 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024784.1 
2746146 274749 
ales; Coryne 


Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Rhodococcus 

3 Rhodococcus 
bacterineae; 


ref|NR_024706.1| Pseudomonas flectens 
85 2856506 Pseudomonas flectens Bacteria; 
teriaceae. 
ref|NR_024705.1| Pseudomonas cissicola 
57 2858059 Pseudomonas cissicola 
anthomonadaceae; Xanthomonas. 
ref|NR_026520.1| Legionella brunensis 
81 Legionella brunensis Bacteria; 

e; Legionella. 
ref|NR_026504.1| Orenia salinaria 
18 Orenia salinaria Bacteria; 

ia. 


amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 


amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Succinimonas. 


ref|NR_026475.1| Succinimonas 
3057592 3059053 Succinimonas 
Succinivibrionaceae; 


305824 Bacteria_16S 3095144 3095110 50 84 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 30950 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Bacteria; 
305824 Bacteria_16S 
strain DSM 12081 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
305824 Bacteria_16S 3126739 3126705 50 84 

zavarzinii strain ZV-622 
zavarzinii Bacteria; 
305824 Bacteria_16S 3128227 3128193 50 
hollandicum strain IFAM 
hollandicum Bacteria; 
Hyphomicrobium. 
305824 Bacteria_16S 3134129 3134095 47 81 

strain A901/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 3172103 3172069 50 84 

strain CE2203 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 
305824 Bacteria_16S 3181176 3181142 50 84 

strain LMG 471 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
305824 Bacteria_16S 


3113101 3113063 46 84 


84 


3184282 3184244 46 84 

strain LMG 947 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
305824 Bacteria_16S 3185830 3185796 50 84 

strain LMG 673 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
305824 Bacteria_16S 3187382 3187348 50 
vesicatoria strain LMG 9 
vesicatoria Bacteria; 
Xanthomonas. 
305824 Bacteria_16S 


84 
Proteobacteria; 


3188934 3188900 50 84 
strain LMG 690 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
305824 Bacteria_16S 3190486 3190452 50 84 
strain LMG 733 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
305824 Bacteria_16S 3192038 3192004 50 84 
strain LMG 847 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
305824 Bacteria_16S 
strain LMG 8670 1 
Proteobacteria; Gammaproteobacteria; 
305824 Bacteria_16S 
strain LMG 736 16 
Proteobacteria; 
305824 Bacteria_16S 
strain DSM 10020 
Firmicutes; Clostridia; Clostridiales; 
305824 Bacteria_16S 3264474 3264436 47 

DSM 10228 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
305824 Bacteria_16S 3267386 3267352 50 
strain L2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
305824 Bacteria_16S 


3193590 3193556 50 84 


3195140 3195106 50 84 
S ribosomal RNA, partial sequence 


3231222 3231184 47 85 
85 


84 


3270493 3270459 50 84 


complete sequence 
16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


Rhodobacterales; 


Xanthomonadales; 


Xanthomonadales; 


Xanthomonadales; 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Xanthomonadales; 
Xanthomonadales; 
Xanthomonadales; 
6S ribosomal RNA, partial sequence 3193552 31950 
Xanthomonadales; 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 
16S ribosomal RNA, partial sequence 3231181 32326 


Clostridiales Family XI. 


Clostridiaceae; 


gi|219846858 


219846846 
31130 


gi 
gi|219846837 


Rhizobi 
219846836 
sequenc 


gi 


gi| 219846832 
3134094 31355 


3184240 31857 


gi|219846797 
3185792 31872 


gi|219846796 


Xantho: 


gi|219846795 
3188896 31903 
Xanthomonad 
gi|219846794 
3190448 31919 
Xanthomonad 
gi|219846793 
3192000 31935 
Xanthomonad 
gi|219846792 
Xanthomonad 
gi|219846791 
3195102 31966 


gi|219846766 
BE 
gi|219846744 
3264433 32658 


gi| 219846742 
3267345 32688 


gi|219846740 


Rhodobacteraceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


ref |NR_026450.1 


ref|NR_026438.1 
Azoarcus. 
ref|NR_026429.1 

3126704 312814 
ales; 
ref|NR_026428.1 
e 3128192 312961 


ref |NR_026424.1 


ref |NR_026389.1 


ref |NR_026388.1 
187344 318884 


monadales; Xanth 


Ww 


ref|NR_026387.1 
aceae; Xanthomon 
ref|NR_026386.1 


aceae; Xanthomon 
ref|NR_026385.1 


aceae; Xanthomon 
ref|NR_026384.1 


aceae; Xanthomon 
ref|NR_026383.1 


aceae; Xanthomon 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026336.1 


ref|NR_026334.1 


Legionella. 
ref |NR_026332.1 


strain ATCC 13313 
Proteobacteria; 


strain ATCC 29903 
Proteobacteria; 


strain LMG 5743 1 
Proteobacteria; 


strain LMG 5047 1 
Proteobacteria; 


strain LMG 708 16 


Gammaproteobacteria; Enterobacteriales; 
305824 Bacteria_16S 


Gammaproteobacteria; Enterobacteriales; 
305824 Bacteria_16S 


16S ribosomal RNA, partial sequence 


3272030 3271996 50 84 gi 
16S ribosomal RNA, partial sequence 


3288680 3288646 50 84 gi 


3290205 3290171 50 84 gi 


3291757 3291723 50 84 gi 


S ribosomal RNA, partial sequence 


219846739 


219846728 


6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; Xan 
305824 Bacteria_16S 


219846727 


6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; Xan 
305824 Bacteria_16S 


219846726 


32704 
Enterobacteriaceae; 


32719 
Enterobacteriaceae; 


47 3271933 Shigel 
Shige 
ref |NR_026331.1 
84 3273471 Shigel 
Shige 
ref |NR_026320.1 
Xanthomon 
ref |NR_026319.1 


Xanthomon 


ref 


Ruminobacter 


79 3096617 Ruminobacter amylophilus 
Succinivibrionaceae; 


Ruminobacter. 
Azoarcus anaerobius 


39 3114569 Azoarcus anaerobius Bacteria; 
Rhodocyclaceae; 


Hyphomicrobium 
1 Hyphomicrobium 


Hyphomicrobiaceae; Hyphomicrobium. 


Hyphomicrobium 
6 Hyphomicrobium 


Rhizobiales; Hyphomicrobiaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
Paracoccus. 


gi|219846806|ref|NR_026398.1| Thiorhodococcus minor 
3172065 3173514 Thiorhodococcus minor Bacteria; 
Chromatiaceae; Thiorhodococcus. 
gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
3181138 3182637 Xanthomonas sacchari Bacteria; 
Xanthomonadaceae; Xanthomonas. 
gi|219846798|ref|NR_026390.1| Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 

Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Clostridium vincentii 


96 Clostridium vincentii Bacteria; 
Clostridium. 


Legionella lytica 


25 Legionella lytica Bacteria; 
Gammaproteobacteria; Legionellales; Legionellaceae; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
llas 

Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
thomonadaceae; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
thomonadaceae; 


as. 


NR_026318.1 


Xanthomonas fragariae 


3291719 3293220 Xanthomonas fragariae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


305824 Bacteria_16S 3293309 3293275 50 84 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

305824 Bacteria_16S 3294861 3294827 50 84 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 
305824 Bacteria_16S 3575428 3575394 50 84 gi|219846525|ref|NR_026117.1| Legionella feeleii 
strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
305824 Bacteria_16S 3648264 3648230 50 84 gi|219846472|ref|NR_026064.1| Methylocaldum 
szegediense strain OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

305824 Bacteria_16S 3649803 3649769 50 84 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

305824 Bacteria_16S 3651344 3651310 50 84 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

305824 Bacteria_16S 3660574 3660540 50 84 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
strain IC079 16S ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

305824 Bacteria_16S 3681905 3681867 47 85 gi|219846449|ref|NR_026040.1| Octadecabacter 
arcticus strain 238 16S ribosomal RNA, partial sequence 3681864 3683252 Octadecabacter arcticus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 

305824 Bacteria_16S 3692452 3692418 50 84 gi| 219846442 |ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 

305824 Bacteria_16S 3717899 3717865 50 84 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 
305824 Bacteria_16S 3815458 3815424 50 84 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 
305824 Bacteria_16S 3827716 3827682 50 84 gi|219846344|ref|NR_025934.1| Cardiobacterium 
hominis strain 6573 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
305824 Bacteria_16S 3863917 3863883 49 83 gi|219846319|ref|NR_025909.1| Alistipes putredinis 
strain ATCC 29800 16S ribosomal RNA, partial sequence 3863852 3865319 Alistipes putredinis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 
305824 Bacteria_16S 3948868 3948834 51 85 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
strain 101 16S ribosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

305824 Bacteria_16S 4044528 4044494 50 84 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

305824 Bacteria_16S 4050543 4050505 46 84 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
305824 Bacteria_16S 4195178 4195140 46 84 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
305824 Bacteria_16S 4210201 4210163 46 84 gi| 219846068 |ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
305824 Bacteria_16S 4244990 4244956 50 84 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

305824 Bacteria_16S 95316 95279 47 84 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 


rs 


305824 Bacteria_16S 150128 150091 47 84 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 186861 186824 47 84 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 


collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


305824 Bacteria_16S 


430718 430681 51 


88 


gi 


265678767 


ref 


subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; 
Roseomonas. 

305824 Bacteria_16S 560880 560847 51 84 gi| 265678678 |ref 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; 
Roseomonas. 

305824 Bacteria_16S 900067 900034 51 84 gi| 265678444 |ref 


sibiricum strain 
Bacteria; 


AL7 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 
305824 Bacteria_16S 


930945 930908 47 84 gi 


265678424 


90001 
Pisciri 
ref 


algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 


algidixylanolyticum Bacteria; 
305824 Bacteria_16S 


chilensis strain 
Bacteria; 


strain JB-A2 16S 
Proteobacteria; 


Firmicutes; 
998844 998811 51 


Clostridia; 
84 gi 


6S 1000364 1000331 51 84 
ribosomal RNA, partial sequence 


gi 


Ch-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 
305824 Bacteria_1l 265678377 
1000320 10017 


Gammaproteobacteria; Thiotrichales; Piscirickettsiace 


305824 Bacteria_16S 


strain GP11 16S ribosomal 


Proteobacteria; 
305824 Bacteria_16S 


199/55 16S ribosomal RNA, 


Gammaproteobacteria; 
305824 Bacteria_16S 
strain Ne 11 16S 
Proteobacteria; 

305824 Bacteria_16S 
L-3 16S ribosomal 
Gammaproteobacteria; 
305824 Bacteria_16S 


Gammaproteobacteria; 


ribosoma 
Gammaproteobacteria; 


1012431 1012402 50 


1013927 1013898 50 


Pseudomonadales; 
1015423 1015394 50 


1016919 1016890 50 


RNA, partial sequence 


Pseudomonadales; 
1144168 1144135 46 


partial sequence 


79 


RNA, partial sequence 
Pseudomonadales; 


79 


79 


1 RNA, partial sequence 
Pseudomonadales; 


79 


gi 


Mor 
gi 
Mora 


gi 


Mor 
gi 


265678369 
1012401 10138 


265678368 
1013897 1015342 Moraxella 
Moraxellaceae; 
265678367 
1015393 10168 


265678366 


Clostridiales; 
265678378 


ref 
99880 
Pisciri 
ref 


ref 


axellaceae; 
ref 


xella. 
ref 


axellaceae; 
ref 


1016889 1018335 Moraxella 


thermotolerans strain CM3 16S ribosomal RNA, partial sequ 


thermotolerans Bacteria; 


Pseudomonas. 
305824 Bacteria_16S 
pacificum DSM 126 
DSM 12653 Bacteria; 
Carboxydibrachium. 
305824 Bacteria_16S 


Proteobacteria; 
1194093 1194052 44 
Firmicutes; 


1209250 1209209 47 


53 16S ribosomal RNA, partial sequence 
Clostridia; 


DSM 14365 16S ribosomal RNA, partial sequence 


Bacteria; 
305824 Bacteria_16S 
strain SMP-10 16S 
Proteobacteria; 
305824 Bacteria_16S 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Clostridiales; 


WM1 Bacteria; 
305824 Bacteria_16S 


Proteobacteria; 


Firmicutes; 


1404064 1404023 47 


1490798 1490761 47 


Clostridia; 
1492332 1492299 47 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nannoc 


84 


80 


strain SA35 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthob 


305824 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
305824 Bacteria_16S 


1504249 1504212 47 


Firmicutes; 
1581169 1581136 51 


Clostridia; 


84 


84 


Deltaproteobacteria; Myxococcal 


1404010 14055 


gi 
Clos 
gi 


gi 


gi 


lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteri 


305824 Bacteria_16S 
strain DSM 44494 


305824 Bacteria_16S 


1739784 1739747 46 


1901207 1901166 44 


83 


85 


gi 


Strept 
gi 


suimastitidis strain CCUG 39276 16S ribosomal RNA, partia 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 
305824 Bacteria_16S 


zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, 


Actinomyces. 


2158224 2158195 47 


76 


gi 
Pp 


zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteob 


Paracoccus. 
305824 Bacteria_16S 


strain ACEM 9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


2293559 2293526 46 


79 


219846902 


219846714 
1492298 14937 


219846440 
164-47 16S ribosomal RNA, partial seque 
Clostridiale 
219878490 
sequence 1581111 15825 


219878380 
16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
219878262 
1 sequence 1901160 190257 


219857629 


ystineae; Ha 
ref 

14907 
tridiaceae; 
ref 


acteraceae; 
ref 
nce 
Ss; Eubacteri 
ref 


Rhodovari 
ref 


a; 
osporanginea 
ref 
Actinomycet 
ref 


artial seque 
acteria; Rho 


430661 43214 


560822 56230 
Rhodospirillales; Acetobacteraceae; 


49 1492247 Clostr 


11 Xanthobacter 


1504208 15055 


NR_029072.1 
5 


NR_028983.1 
7 


NR_028746.1 


NR_028726.1 
930884 


NR_028680.1 


NR_028679.1 


ae; 
NR_028671.1 


Moraxella. 
NR_028670.1 
NR_028669.1 


Moraxella. 
NR_028668.1 


Moraxellaceae; Moraxella. 
79 gi|253680760|ref|NR_028008.1 
ence 1144133 114556 
Gammaproteobacteria; Pseudomonadales; Ps 
85 gi|228715634|ref|NR_027536.1 
1194029 1195514 Carbox 
Thermoanaerobacterales; T 
88 gi|228715350|ref|NR_027522.1 
1209193 12106 
es; Nannocystineae; Hali 
88 gi|219857153|ref|NR_024781.1 


liangiaceae; 
NR_026494.1 


Clostridium. 
NR_026306.1 


Xanthobacte 
NR_026031.1 
5 
aceae; Eubac 
NR_025629.1 
6 


K 


us. 
NR_025519.1 


e; Nocardiop 
NR_025401.1 


ales; Actino 


NR_025218.1 
nce 215819 
dobacterales 


gi 


219857535 


ref 


NR_025123.1 


Clostridiaceae; 


ovis Bacteria; 


bovis Bacteria; 


Roseomonas gilardii 
Roseomonas gilardii 


Rhodospirillales; Acetobacteraceae; 


Roseomonas 
Roseomonas 


Thioalkalimicrobium 


3 901506 Thioalkalimicrobium sibiricum 
ckettsiaceae; 


Thioalkalimicrobium. 
Clostridium 

932385 Clostridium 
Clostridium. 
Thiomicrospira 


0 1000269 Thiomicrospira chilensis 
ckettsiaceae; 


Thiomicrospira. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 
Thiomicrospira. 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
Proteobacteria; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Carboxydibrachium 
ydibrachium pacificum 


hermoanaerobacteraceae; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Clostridium 
idium saccharolyticum 


Xanthobacter agilis 


agilis Bacteria; 


Eubacterium 
0 Eubacterium 
terium. 
Rhodovarius 
8 Rhodovarius 


saphenum 
saphenum 


Nocardiopsis halophila 


36 Nocardiopsis halophila Bacteria; 


saceae; Nocardiopsis. 
Actinomyces 

5 Actinomyces 
mycineae; 


Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 


Shewanella olleyana 


2293525 2294983 Shewanella olleyana Bacteria; 


She 


wanellaceae; 


Shewanella. 


305824 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


305824 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


305824 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


305824 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


305824 Bacteria_16S 


aerophilum strain 
Bacteria; Proteob 


305824 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


305824 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


305824 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


305824 Bacteria_16S 
somal RNA, partial sequence 3031628 3033115 Clost 


strain 7 16S ribo 
Clostridia; Clost 


305824 Bacteria_16S 


strain LMG 8678 1 
Proteobacteria; G 


305824 Bacteria_16S 


strain TagT2C 16S 
Proteobacteria; A 


305824 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


305824 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


305824 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


305824 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


305824 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


305824 Bacteria_16S 


pelophila strain 
Bacteria; Proteob 


305824 Bacteria_16S 


strain JC2056 16S 
Actinobacteria; A 


305824 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


305824 Bacteria_16S 


strain R18165 16S 
Actinobacteria; A 


305824 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


305824 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


305824 Bacteria_16S 


2320798 2320765 46 79 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2322350 2322317 46 79 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2355442 2355405 47 84 gi 


s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 

2387358 2387317 44 85 gi 


n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2467982 2467949 51 84 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2564254 2564217 47 84 gi 


train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2571916 2571879 47 84 gi 


s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2755047 2755006 44 85 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
3031679 3031642 47 84 gi 


Clostridium. 
84 gi 


ridiales; Clostridiaceae; 
3182725 3182692 51 


ammaproteobacteria; Xanthomonadales; X 
3239002 3238969 47 80 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3307191 3307158 47 80 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3308653 3308620 47 80 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3531098 3531061 47 84 gi 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3532547 3532510 47 84 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3748905 3748872 46 79 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3838155 3838122 51 84 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
4049112 4049075 46 83 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Prop 
4129133 4129100 50 83 gi 
JC2042 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


gi 


4237492 4237451 44 85 
ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Acti 
258815 258783 47 79 gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


gi 


390546 390506 44 84 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
672878 672838 45 85 gi 


219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857490 
1 sequence 
obacteria; 


219857468 
nce 23873 
s; Thermoa 
219857404 
ce 24679 
hales; Pis 
219857291 
ial sequen 
ridiales; 

219857286 
1 sequence 
ostridiale 
219857149 
nce 27549 
erales; Th 
219846901 


219846799 


6S ribosomal RNA, partial sequence 3182688 31841 


anthomonad 
219846761 


3238968 32403 


obacterace 
219846716 
ence 33071 
les; Xanth 
219846715 


3308619 33100 


obacterace 
219846555 


3531057 3532455 Sarci 


219846554 


3532506 35339 


Sarcina. 
219846401 


3748871 37503 


onaceae; V 
219846336 
38381 
hales; Pis 
219846187 


4049074 40504 


ionibacter 
219846130 
uence 

a; Alterom 


219846043 


4237444 42389 


nomycineae 
265678889 
tial seque 
acteria; R 


265678794 
ce 39048 
riales; Bu 
265678600 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025078.1 

2355381 235691 
Desulfovibriona 


ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref |NR_026493.1 
ridium indolis B 
ref |NR_026391.1 
aceae; Xanthomon 
ref|NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacter 
ref |NR_026147.1 
na maxima Bacter 


ref|NR_026146.1 


ref|NR_025992.1 
ibrio. 
ref|NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025777.1 
53 Nocardioides 
ineae; Nocardioi 
ref|NR_025720.1 
129099 413053 
onadales; Altero 


rs 


ref|NR_025633.1 


+ AC 
ref 
nce 
hodo 


tinomycetace 
NR_029197.1 

258782 
bacterales; 


ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref|NR_028905.1 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 
Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Desulfovibrio 
7 Desulfovibrio 
les; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Eubacterium 
8 Eubacterium 
Eubacterium. 

Clostridium 
7 Clostridium 
e; Clostridium. 

Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 

Clostridium indolis 
acteria; Firmicutes; 


’ 


v 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthobacter tagetidis 


tagetidis Bacteria; 


Xanthobacter 
bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Nocardioides aestuarii 


v 


aestuarii Bacteria; 


daceae; Nocardioides. 
Aestuariibacter 

7 Aestuariibacter 

monadaceae; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Actinomyces coleocanis 


strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


305824 Bacteria_16S 


histaminiformans 
histaminiformans 


305824 Bacteria_16S 
strain SS-2 16S r 
Sp 
305824 Bacteria_16S 
strain II-2 16S r 
Sp 
305824 Bacteria_16S 
6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
305824 Bacteria_16S 


Bacteroidetes; 


Bacteroidetes; 


strain IFM 0575 1 


strain JCM 21370 


strain KA3 16S ri 
Thermotogae; Ther 


305824 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


305824 Bacteria_16S 


strain R2014 16S 


strain DSM 1672 1 
Firmicutes; Clost 


305824 Bacteria_16S 


strain F829 16S r 


strain AS4.1521 1 


strain JCM1234 16 
Proteobacteria; G 


305824 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


305824 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


305824 Bacteria_16S 


strain M17C 16S r 
Actinobacteria; A 


305824 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


305824 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


305824 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


305824 Bacteria_16S 


strain KMM 6034 1 
Bacteroidetes; Fl 


305824 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


305824 Bacteria_16S 


cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


305824 Bacteria_16S 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


1070249 1070209 45 85 


gi 
Rh 
1395164 1395128 50 86 
bosomal RNA, partial sequence 


gi 


tes; Clostridia; Clostridiales; Veillone 
1668157 1668117 45 85 gi 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
ne 
2437560 2437524 46 82 gi 
ne 
2951241 2951209 50 82 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3123785 3123750 50 85 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 
E 


1 
er 


3223742 3223702 45 85 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3377114 3377078 50 86 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3526517 3526481 48 84 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 
3631537 3631497 45 85 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3981293 3981261 49 81 gi 


gi 
oc 
et 


id 


v 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
3988716 3988684 49 81 
ct 


avobacteria; Flavobacteriales; Flavoba 


motogales; Thermotogaceae; Marinitoga. 
1523806 1523766 45 85 gi| 219857527 
16S ribosomal RNA, partial sequence 15237 


219878429 
1668114 16695 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
305824 Bacteria_16S 


2161153 21625 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
305824 Bacteria_16S 219857429 
6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
305824 Bacteria_16S 219856822 


2951208 29526 


219846839 


219846771 


219846664 
3377063 33785 


219846558 
219846484 
3631486 36329 


219846237 
6S ribosomal RNA, partial sequence 3981260 39826 


219846232 
6S ribosomal RNA, partial sequence 3988683 39901 


nebacterin 
265678330 
16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
305824 Bacteria_16S 


llaceae; 


bacterin 


bacterin 


nterobac 


sequence 


ia; Rhiz 


32236 


es; Acti 


occineae 


e sequen 


iales; C 


Geobacte 


eriaceae 


eriaceae 


4186033 4186001 46 78 

ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
44 9 50 85 gi 
34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


on 


al 
1583 1548 50 85 gi 
28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


305824 Bacteria_16S 


22727 22688 45 84 gi 


219846085 
4186000 41874 


265679063 


265679062 


265679048 


aceae; V 
1 


es; Pseu 


1539 


es; Pseu 


odospiri 
228715882 
1395106 13965 


734857 734817 45 85 gi| 265678558 |ref|NR_028862.1| Allisonella 
strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

975730 975694 47 83 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
ibosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

978668 978632 47 83 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 
ibosomal RNA, partial sequence 978631 980048 Lewinella cohaerens Bacteria; 
hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

1041423 1041387 49 85 gi|265678350|ref|NR_028652.1| Nocardia araoensis 


83 Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028632.1| Tistrella mobilis 

36 Tistrella mobilis Bacteria; 

llaceae; Tistrella. 

ref|NR_027541.1| Marinitoga piezophila 
48 Marinitoga piezophila KA3 Bacteria; 


ref|NR_025115.1| Selenomonas sputigena 
42 1525238 Selenomonas sputigena 
Selenomonas. 

ref|NR_025568.1| Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


nomycineae; Actinomycetaceae; Actinomyces. 

1747404 1747364 45 85 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
6S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
ridia; Clostridiales; Veillonellaceae; Megamonas. 

2161190 2161154 46 82 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_025017.1| Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024641.1| Enterobacter gergoviae 
57 Enterobacter gergoviae Bacteria; 
teriaceae; Enterobacter. 
ref|NR_026431.1| Hyphomicrobium 
3123738 3125183 Hyphomicrobium 
obiales; Hyphomicrobiaceae; 


ref|NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


ref|NR_026256.1| Kytococcus sedentarius 

42 Kytococcus sedentarius Bacteria; 

; Dermacoccaceae; Kytococcus. 

ref|NR_026150.1| Clostridium 

ce 3526458 3527968 Clostridium 

lostridiaceae; Clostridium. 

ref|NR_026076.1| Geobacter bremensis 

60 Geobacter bremensis Bacteria; 

raceae; Geobacter. 

ref|NR_025827.1| Bizionia paragorgiae 

84 Bizionia paragorgiae Bacteria; 

; Bizionia. 

ref|NR_025822.1| Gillisia mitskevichiae 

12 Gillisia mitskevichiae Bacteria; 

; Gillisia. 

ref|NR_025675.1| Vibrio superstes 

86 Vibrio superstes Bacteria; 

ibrio. 

ref |NR_029371.1 
1489 Saccha 

donocardineae; P 


v 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


ref |NR_029370.1 
3029 Saccha 
donocardineae; P 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 


Bacteria; Firmicu 


tes; Clostridia; Clostridiales; Clostrid 


iaceae; 


ref |NR_029356.1| Clostridium 
24226 Clostridium orbiscindens 
Clostridium. 


305824 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


305824 Bacteria_16S 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


305824 Bacteria_16S 
camporealensis st 
camporealensis Ba 
Corynebacteriacea 
305824 Bacteria_16S 


asaccharolytica s 


asaccharolytica B 
Pseudonocardiacea 
305824 Bacteria_16S 


dassonvillei subs 


strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 

68227 68192 50 85 gi 
rain CRS-51 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
e; Corynebacterium. 

72789 72750 46 85 gi 
train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
e; Pseudonocardia. 

84616 84581 46 81 gi 


p- dassonvillei strain IMRU 509 16S ri 


27257 27222 49 84 gi| 265679045 
S ribosomal RNA, partial sequence 27210 28718 
avobacteria; Flavobacteriales; Flavobacteriaceae 
42330 42295 46 81 gi| 265679035 


partial s 


265679018 
sequence 
ae; 


265679015 
equence 


dae; 


265679006 


idae; Acti 


Actino: 


Actin 


bosomal RN 


ref |NR_029353.1 


Coenonia anatina 


Coenonia anatina Bacteria; 


7 Co 
ref 
eque 
nomy 


enonia. 
NR_029343.1 
nce 42294 
cetales; Str 
ref|NR_029326.1 

68186 69586 
mycetales; Coryn 
ref|NR_029323.1 

72131 74244 
omycetales; Pseu 
ref 


A, Pp 


NR_029314.1 
artial seque 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Corynebacterium 
Corynebacterium 
ebacterineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


305824 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


305824 Bacteria_16S 


elongatus strain 
Bacteria; Proteob 


305824 Bacteria_16S 


strain Prevot 247 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
305824 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


305824 Bacteria_16S 


strain 27 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 


strain ST26 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 


strain ST50 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 


strain 55134 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


305824 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


305824 Bacteria_16S 


helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 


305824 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


305824 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


Streptosporangineae; Nocardiopsaceae; 
96853 96818 50 85 gi 
ain Bra2 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


98366 98331 50 85 gi 
FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
125970 125935 50 85 gi 
7B 16S ribosomal RNA, partial sequence 


132019 131984 51 86 

ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; Rho 
136552 136517 50 85 gi 
osomal RNA, partial sequence 


gi 


Micr 
138110 138075 50 85 gi 
ibosomal RNA, partial sequence 
Micr 
139639 139604 50 85 gi 
ibosomal RNA, partial sequence 
Micr 
144139 144104 50 85 gi 
ribosomal RNA, partial sequence 
Micr 
151679 151644 46 81 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
153251 153212 46 85 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

159425 159390 50 85 gi 
SM 20419 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


, 


197444 197409 47 82 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
199031 198996 50 85 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


305824 Bacteria_16S 


genavense strain 
Bacteria; Actinob 
Mycobacterium. 


305824 Bacteria_16S 


strain 2502 16S r 


305824 Bacteria_16S 
aichiense strain 49005 16S ribosomal RNA, partial sequence 


220704 220669 50 85 gi 
2289 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


225191 225156 50 85 
ibosomal RNA, partial sequence 


gi 


226698 226663 50 85 


Nocardiops 
265678998 
quence 
eria; Desu 
265678997 

98328 
acterales; 
265678978 

12591 
nomycineae 
265678974 


131953 13349 


dothermace 
265678971 


136495 13800 
ococcineae; 


265678970 


138055 13953 


ococcineae 
265678969 


139582 14105 


ococcineae 
265678966 


144082 14559 


ococcineae 
265678961 
ce 15161 
idiaceae; 

265678960 


153188 15467 


Oxobacter. 
265678956 
quence 
tinomyceta 


265678931 
uence 
diales; Cl 
265678930 
equence 
ria; Desul 


265678915 


ce 22065 
ales; Cory 


265678912 


225125 22658 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 
265678911 


gi 


Clos 


ostr 


neba 


eae; 


is. 
ref |NR_029306.1 

96815 98277 
lfobacterales; D 
ref|NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref |NR_029282.1 
5 Rhodothermus 
ae; Rhodothermu 
ref |NR_029279.1 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 

Actinomyces meyeri 

myces meyeri Bacteria; 

ae; Actinomyces. 
Rhodothermus marinus 


marinus Bacteria; 
s. 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


; Cellulomonadac 
ref |NR_029278.1 
1 Sanguibacter 
; Sanguibacterac 
ref|NR_029277.1 
8 Sanguibacter 
; Sanguibacterac 
ref|NR_029274.1 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


; Jonesiaceae; J 
ref |NR_029269.1 
7 153137 Clostr 
tridium. 


ref|NR_029268.1 


onesia. 
Clostridium 
idium propionicum 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


ref |NR_029264.1 
159387 160848 
les; Micrococcin 


ref|NR_029239.1 
197405 198934 
idiaceae; Cl 
ref|NR_029238.1 
198985 200521 
furomonadales; P 


ref |NR_029223.1 
9 222097 Mycoba 
cterineae; M 


ref |NR_029220.1 
1 Mycobacterium 
Mycobacteri 
ref 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Clostridium 
Clostridium 
ostridium. 
Pelobacter 
Pelobacter 
elobacteraceae; 


Mycobacterium 
cterium genavense 
ycobacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 


NR_029219.1 


Mycobacterium 


226632 228087 Mycobacterium aichiense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


305824 Bacteria_16S 228204 228169 50 85 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
305824 Bacteria_16S 229712 229677 50 85 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
305824 Bacteria_16S 242182 242147 50 85 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
305824 Bacteria_16S 243752 243717 50 85 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 
305824 Bacteria_16S 245224 245189 50 85 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 
305824 Bacteria_16S 246758 246719 45 84 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 
strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 248217 Thermotoga hypogea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
305824 Bacteria_16S 269239 269200 46 85 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
305824 Bacteria_16S 296652 296617 50 85 gi| 265678862 |ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
305824 Bacteria_16S 304098 304059 45 84 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
305824 Bacteria_16S 305706 305671 50 85 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 
305824 Bacteria_16S 322334 322299 50 85 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
305824 Bacteria_16S 334815 334776 45 84 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
305824 Bacteria_16S 336378 336339 45 84 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 
305824 Bacteria_16S 337947 337908 45 84 gi|265678832|ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
305824 Bacteria_16S 355797 355762 50 85 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 
305824 Bacteria_16S 372208 372173 50 85 gi| 265678806 |ref|NR_029111.1]| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 
305824 Bacteria_16S 375164 375125 46 85 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 
305824 Bacteria_16S 376756 376721 50 85 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


XILO1 16S ribosomal RNA, 


Actinobacteridae; 


305824 Bacteria_16S 
xiligouense strai 
xiligouense Bacte 
Promicromonospora 
305824 Bacteria_16S 
xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 
305824 Bacteria_16S 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 
305824 Bacteria_16S 


strain XILO8 16S 


complete sequence 
Actinomycetales; Micrococcineae; Micr 
388954 388919 50 85 gi 
n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ceae; Myceligenerans. 
396638 396603 50 85 gi 
in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 
Cellulomonas. 
402839 402804 50 85 gi 
YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

405940 405905 50 85 
ribosomal RNA, complete sequence 


, 


gi 


equence 


v 


quence 
Actinomyce 


376697 378215 Agromyces 
obacteriac 


265678795 
sequence 
Actinomyc 

265678790 


Actinomy 


265678786 


eae; 
ref 


etal 


ref 


ceta 


ref 


tale 


265678784 


388894 390431 


396579 39809 


402781 40430 


ulmi Bacter 
Agromyces. 

NR_029100.1 
es; Micrococ 
NR_029095.1 
4 
les; Microco 
NR_029091.1 
0 


s; Streptomy 


ref 


ia; Actinobacteria; 


Myceligenerans 
Myceligenerans 
cineae; 


Cellulomonas 
Cellulomonas 
ccineae; 


Streptomyces 
Streptomyces 
cineae; 


NR_029089.1 


Xylanibacterium ulmi 


405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanibacterium. 
305824 Bacteria_ 


F89 16S ribosomal 
Fl 


Flavobacteria; 
305824 Bacteria_ 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


305824 Bacteria_ 


putterlickiae str 


16S 424538 424503 49 84 gi|265678771|ref|NR_029076.1| Formosa algae strain 
RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Formosa. 

16S 427643 427608 50 85 gi|265678769|ref|NR_029074.1| Corynebacterium 

in YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

16S 435399 435364 50 85 gi|265678764|ref|NR_029069.1| Kitasatospora 

ain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 


putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

305824 Bacteria_16S 436982 436947 50 85 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

305824 Bacteria_16S 441575 441536 45 84 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

305824 Bacteria_16S 459906 459871 50 85 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

305824 Bacteria_16S 465938 465903 50 85 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

305824 Bacteria_16S 478133 478098 50 85 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

305824 Bacteria_16S 479682 479647 50 85 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

305824 Bacteria_16S 488977 488942 50 85 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

305824 Bacteria_16S 536367 536332 49 84 gi|265678694|ref|NR_028999.1| Caminibacter profundus 


strain CR 16S rib 
E 


Proteobacteria; 


305824 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 


Mycobacteriaceae; 


305824 Bacteria_16S 


strain CIP 105566 
Proteobacteria; 


305824 Bacteria_16S 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 
305824 Bacteria_16S 


strain R9242 16S 


305824 Bacteria_16S 


tuberculostearicu: 


osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 


536318 53780 
tiliaceae; 


Caminibacter. 


2 Caminibacter profundus Bacteria; 


537912 537877 50 85 gi|265678693|ref|NR_028998.1| Mycobacterium 
train WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
545507 545476 46 77 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
553166 553131 50 85 gi| 265678683 |ref|NR_028988.1| Streptomyces 
in CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
568432 568397 50 85 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
572947 572912 50 85 gi|265678670|ref|NR_028975.1| Corynebacterium 
m strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
m Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


tuberculostearicu: 
Corynebacteriacea 


305824 Bacteria_16S 
pyrenivorans stra 


pyrenivorans Bact 
Mycobacteriaceae; 


305824 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


305824 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


305824 Bacteria_16S 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 


e; Corynebacterium. 

580385 580350 50 85 gi 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

592467 592432 50 85 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
601407 601368 45 84 gi 
2SM29 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
609049 609010 46 85 gi 


, 


Ss; 


265678665 
sequence 


265678657 
ce 
Sphingomonadales; 

265678651 
ence 60134 


265678645 


ref |NR_028970.1 

580337 581817 
Actinomycetales; Coryneb 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref|NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 


59240 


Flavoba 


Mycobacterium 
Mycobacterium 
acterineae; 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Gelidibacter 
bacter mesophilus 
dibacter. 


ref|NR_028950.1 
609006 610485 


psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 


Planomicrobium 
Planomicrobium 


305824 Bacteria_16S 


holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 


305824 Bacteria_16S 


strain E846 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
305824 Bacteria_16S 


strain CE2105 16S 


616862 616827 50 85 gi 


624270 624235 50 85 
ibosomal RNA, partial sequence 


gi 


628934 628903 50 81 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


305824 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


305824 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


305824 Bacteria_16S 


strain HKI 0120 1 
Actinobacteria; A 


305824 Bacteria_16S 
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Actinobacteria; A 


305824 Bacteria_16S 
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305824 Bacteria_16S 
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305824 Bacteria_16S 
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Actinobacteria; A 


305824 Bacteria_16S 
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305824 Bacteria_16S 
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305824 Bacteria_16S 
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Asticcacaulis. 


305824 Bacteria_16S 
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n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


674359 674324 50 85 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
675969 675930 46 85 gi 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
687960 687925 50 85 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
711843 711808 50 85 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
713400 713365 50 85 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


719672 719637 50 85 gi 
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; Dermatophilac 
ref |NR_028903.1 
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baculum. 
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ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028878.1 
9 714869 Mycoba 


a 
Mycobacteriaceae; 
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a 


ceae; Knoellia. 
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1 Knoellia sinensis Bacteria; 
a 


ceae; Knoellia. 
Arthrobacter roseus 


9 Arthrobacter roseus Bacteria; 
crococcaceae 


’ 


Arthrobacter. 
Kocuria polaris strain 
ria; Actinobacteria; 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Dermatophilus chelonae 
chelonae Bacteria; 
ae; Dermatophilus. 
Anaerobaculum mobile 
mobile Bacteria; 


Desulfobacterium 

Desulfobacterium 
sulfobulbaceae. 

Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 


ales; Corynebacterineae; Mycobacteriaceae; 
265678568 |ref|NR_028872.1| Asticcacaulis 

1 sequence 719632 721036 Asticcacaulis 
eria; Caulobacterales; Caulobacteraceae; 
265678554] ref |NR_028858.1| Saccharomonospora 
tial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 


305824 Bacteria_16S 


VKM Ac-1800 16S r 
Actinobacteria; A 


305824 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


305824 Bacteria_16S 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 


; Pseudonocardiaceae; Saccharomonospor 


755319 755284 50 85 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
781417 781382 50 85 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

785986 785951 50 85 gi 
ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


, 


a. 
265678542 


755262 75674 


305824 Bacteria_16S 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 


810529 810494 50 85 gi 


ref|NR_028846.1 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


ococcineae; Microbacteriaceae; Agromyces. 
265678524 |ref|NR_028828.1| Xylanimonas 

sequence 781358 782875 Xylanimonas 
dae; Actinomycetales; Micrococcineae; 
265678521|ref|NR_028825.1| Streptomyces 
quence 785920 787418 Streptomyces 
e; Actinomycetales; Streptomycineae; 
265678505|ref|NR_028808.1| Mycobacterium 

810468 811984 Mycobacterium 


montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


305824 Bacteria_16S 
strain VPI D 75 B 
Clost 
305824 Bacteria_16S 


Firmicutes; 


strain ATCC 43541 
Firmicutes; Clost 


305824 Bacteria_16S 


strain OS Hl 16S 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

305824 Bacteria_16S 851467 851432 50 85 gi| 265678478 |ref|NR_028781.1 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineos 
Kineosporiaceae; Kineococcus. 

305824 Bacteria_16S 881688 881653 50 85 gi| 265678456 |ref|NR_028758.1 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catell 


Bacteria; Actinob 
Catellatospora. 


305824 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


305824 Bacteria_16S 


strain VKM Ac-180 


827274 827239 50 85 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
828848 828813 50 85 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
849929 849894 50 85 gi 
ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


884765 884730 50 85 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


886303 886268 50 85 gi 
4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


305824 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


305824 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


305824 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 


VKM Ac-1401 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


305824 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


305824 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


305824 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


305824 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


305824 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


305824 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


305824 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


305824 Bacteria_16S 


strain YLM-32 16S 


903105 903074 50 81 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
906207 906172 50 85 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


907755 907720 50 85 

S ribosomal RNA, partial sequence 
Sphingomonadales; 
910861 910826 50 85 gi 
ibosomal RNA, partial sequence 


gi 


Micr 
917096 917061 50 85 gi 
ibosomal RNA, partial sequence 
Cory 
918659 918624 50 85 gi 
ibosomal RNA, partial sequence 
Cory 
926420 926385 50 85 gi 
in LSv54 16S ribosomal RNA, partial se 


eria; Proteobacteria; Deltaproteobacte 


934094 934059 50 85 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
938697 938662 50 85 gi 
ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
968047 968012 50 85 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 

992669 992634 50 85 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1006425 1006386 46 85 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1067262 1067227 50 85 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1073175 1073140 50 85 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1076037 1076002 50 85 gi 
ribosomal RNA, partial sequence 


, 


849874 85135 


ales; 


265678454 
88470 
ales; 


265678453 
88624 


265678442 
e 90307 
lales; 
265678440 
al sequenc 
eria; 


265678439 


907717 90916 


Erythrobac 
265678437 


910794 91228 


ococcineae 
265678433 


917039 91855 


nebacterin 
265678432 


918602 92011 


nebacterin 
265678427 
quence 

ria; Desul 


265678422 
e 93405 
brionales; 
265678419 


938639 94015 


e; Heliore 
265678398 
equence 

ae; Actino 


265678382 
ce 99261 
phomonadac 
265678373 


1006359 10077 


265678332 
ence 10672 


Sphingomonadales; 


265678328 
ence 10731 
onadales; 

265678325 


265678494 |ref|NR_028797.1 

e 827209 828732 Seleno: 

Selenomonas. 

265678493 |ref|NR_028796.1 
828783 830273 Seleno 

Selenomonas. 

265678479 |ref|NR_028782.1 


Micr 


Micr 


ococcineae 


Leg 


Desu 


omonosporineae; 
ref |NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref|NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028739.1 
> Mi 
ref 


crobacteriac 
NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


eae; Gordoniacea 
ref |NR_028729.1 

926361 927852 
fobacterales; De 


ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028721.1 


stis. 
ref|NR_028700.1 

967981 969477 
mycetales; Strep 


ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref |NR_028675.1 


ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Kineococcus 
Kineococcus 
poriineae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Legionella gresilensis 
ella gresilensis 
ionella. 
Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Desulfotalea 
Desulfotalea 

sulfobulbaceae; 


Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 
Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Sphingomonas 
omonas yabuuchiae 

e; Sphingomonas. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 


ref |NR_028627.1 


Rarobacter incanus 


1075986 1077478 Rarobacter incanus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 


305824 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 


strain JCM 4837 1 


Streptomycetaceae; 
305824 Bacteria_16S 
strain 14 16S ribosomal 
Actinobacteria; Actinoba 
305824 Bacteria_16S 


strain I-132 16S 


Actinobacteria; Actinoba 
305824 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
305824 Bacteria_16S 
witflariensis str 


witflariensis Bac 
Sphingopyxis. 


305824 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinoba 
305824 Bacteria_16S 


multipartita DSM 


44233 Bacteria; Actinoba 


Nakamurella. 


305824 Bacteria_16S 
DSM 20544 16S rib 


Bacteria; 


ochracea DSM 7271 
7271 Bacteria; 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
eae; Nonomuraea. 

1097174 1097139 50 85 gi|265678311|ref|NR_028613.1 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 109859 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 

Streptomyces. 

1101645 1101610 50 85 gi| 265678308 |ref|NR_028610.1 

RNA, partial sequence 1101592 11031 
cteridae; Actinomycetales; Micrococcineae; Microbacteriac 
1113899 1113864 50 85 gi|265678299|ref|NR_028600.1 

ribosomal RNA, partial sequence 1113840 11153 
cteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
1115423 1115388 50 85 gi| 265678298 |ref|NR_028599.1 

ribosomal RNA, partial sequence 1115364 11168 
cteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
1141135 1141100 50 85 gi|253680762|ref|NR_028010.1 
ain W-50 16S ribosomal RNA, partial sequence 1141076 114255 
teria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sp 

1147164 1147125 46 85 gi|253680758|ref|NR_028006.1 

34 16S ribosomal RNA, partial sequence 1147115 1148603 Nocard 
cteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

1160777 1160742 50 85 gi|228721225|ref|NR_027604.1 

44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamu 
cteria; Actinobacteridae; Actinomycetales; Frankineae; Na 

1163775 1163740 50 85 gi| 228720667 |ref|NR_027596.1 

osomal RNA, partial sequence 1163739 11652 
tes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
1172957 1172922 49 84 gi|228719222|ref|NR_027581.1 
16S ribosomal RNA, partial sequence 1172900 1174354 Capnoc 
cteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
1201673 1201634 45 84 gi| 228715358 |ref|NR_027530.1 


Thermotogae; Ther 


305824 Bacteria_16S 


strain Cal06 16S 


temperatum strain 
temperatum Bacter 


305824 Bacteria_16S 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


305824 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


305824 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


305824 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


305824 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


305824 Bacteria_16S 


str. Twist 16S ri 


Firmicu 
305824 Bacteria_16S 


Ba 
305824 Bacteria_16S 
DSM 4359 16S ribo 


1077567 1077532 50 85 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1085047 1085012 50 85 gi 


1089721 1089686 46 81 gi 


somal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1216728 1216693 50 85 gi 
ribosomal RNA, partial sequence 


1242490 1242463 47 74 


gi 
ia; Proteobacteria; Alphaproteobacteri 
1255934 1255899 50 85 gi 


1268015 1267980 50 85 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


1290490 1290455 50 85 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

1307101 1307066 50 85 gi 
ubsp. thermoviolaceus strain DSM 40443 


Actinomycetales; Streptomycineae; 
1313144 1313105 46 85 gi 
ockii strain HTD4 16S ribosomal RNA, 


Thermo 
gi 


rales; Thermoanaerobacteraceae; 
1316281 1316246 50 85 


bosomal RNA, partial sequence 


Stre 


ain A-5 16S ribosomal RNA, partial seq 


reptomyces thermoviolaceus subsp. ther 
Str 


265678324 
10775 


265678319 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 
roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 
305824 Bacteria_16S 


265678316 
uence 


1201630 1203111 Thermotog 


219878473 


1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 
SDW 018 16S ribosomal RNA, partial se 


ococcineae 
219878114 
quence 

a; Rhizobi 
219857144 


16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycet 


ales; 


219846421 
equence 
teria; Des 
228720812 
e 12904 
tinomyceta 


228721493 
16S ribos 
moviolaceu 
eptomyceta 
228718892 
partial se 


anaerobact 
228715851 


Sphingomon 


ptomycinea 


Cory 


ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028621.1 


e; Streptomyceta 
ref|NR_028618.1 
1089685 109113 


a neapolitan 
ref|NR_025612.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_024772.1 
nebacterineae; C 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 
ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 
ref|NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
ceae; Streptomyc 
ref|NR_027577.1 
quence 131309 


er. 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Streptomyces tauricus 


81 Streptomyces tauricus Bacteria; 


ceae; Streptomyces. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Sphingopyxis 

7 Sphingopyxis 

hingomonadaceae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 


Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Corynebacterium 
bacterium urealyticum 
rineae; 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Thermoanaerobacter 
4 1314606 


1307063 


ref|NR_027540.1 


Tropheryma whipplei 


1316224 1317707 Tropheryma whipplei str. Twist 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 


305824 Bacteria_16S 1328477 1328442 50 85 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 


15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
305824 Bacteria_16S 1330076 1330037 45 84 gi|219846082|ref|NR_025672.1| Bifidobacterium 


thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
305824 Bacteria_16S 1333195 1333160 50 85 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 
305824 Bacteria_16S 1345430 1345395 50 85 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
305824 Bacteria_16S 1348502 1348467 50 85 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 
305824 Bacteria_16S 1350032 1349997 50 85 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
305824 Bacteria_16S 1393603 1393564 45 84 gi|228715897|ref|NR_027542.1| Thermotoga lettingae 
strain TMO 16S ribosomal RNA, partial sequence 1393543 1395055 Thermotoga lettingae TMO Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
305824 Bacteria_16S 1399638 1399603 50 85 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
305824 Bacteria_16S 1401147 1401112 50 85 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 
305824 Bacteria_16S 1416137 1416102 50 85 gi|224581447|ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
305824 Bacteria_16S 1425351 1425316 50 85 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
305824 Bacteria_16S 1426916 1426881 50 85 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
305824 Bacteria_16S 1434618 1434579 46 85 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
305824 Bacteria_16S 1449941 1449906 50 85 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
305824 Bacteria_16S 1475503 1475468 50 85 gi|219878445|ref|NR_025584.1| Mycobacterium avium 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 1476936 Mycobacterium avium 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 
305824 Bacteria_16S 1487785 1487750 50 85 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
305824 Bacteria_16S 1489319 1489284 50 85 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
305824 Bacteria_16S 1493798 1493763 46 81 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
305824 Bacteria_16S 1514722 1514695 47 74 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 


305824 Bacteria_16S 1543696 1543661 49 84 gi|219857262|ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

305824 Bacteria_16S 1563004 1562969 50 85 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

305824 Bacteria_16S 1639019 1638984 46 81 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
305824 Bacteria_16S 1646744 1646709 50 85 gi|219878444|ref|NR_025583.1| Stella vacuolata 


strain DSM 5901 1 


305824 Bacteria_16S 
DSM 5900 16S ribo 
Alphaproteobacter 
305824 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 
305824 Bacteria_16S 
balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 
305824 Bacteria_16S 


6S ribosomal RNA, partial sequence 1646706 16481 


52 Stella vacuolata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 
1648241 1648206 50 85 gi|219878443|ref|NR_025582.1| Stella humosa strain 
somal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 
ia; Rhodospirillales; Acetobacteraceae; Stella. 
1672647 1672612 50 85 gi|219878426|ref|NR_025565.1]| Amycolatopsis 
rain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
1674170 1674135 50 85 gi|219878425|ref|NR_025564.1| Amycolatopsis 
n DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
1675669 1675634 50 85 gi|219878424|ref|NR_025563.1| Amycolatopsis 
sp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 


keratiniphila sub 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


305824 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


305824 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


305824 Bacteria_16S 


gelidilacus strai 
gelidilacus Bacte 


305824 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


305824 Bacteria_16S 


strain DSM 44222 


strain DSM 44515 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
305824 Bacteria_16S 1730617 1730582 50 85 gi| 219878387 |ref|NR_025526.1 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 173206 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

305824 Bacteria_16S 1735168 1735133 50 85 gi|219878384|ref|NR_025523.1 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 173662 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

305824 Bacteria_16S 1736705 1736674 46 77 gi| 219878383 |ref|NR_025522.1 


strain RB-8 16S r 
Proteobacteria; G 


305824 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


305824 Bacteria_16S 


strain SPR2 16S r 
Actinobacteria; A 


305824 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


Pseudonocardineae; Pseudonocardiaceae; 
1677188 1677153 50 85 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1678709 1678674 50 85 gi 
17 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


Ss 


al 


1712348 1712313 49 84 gi 
n R-8899 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
1726033 1725998 50 85 gi 
DSM 44223 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

1727565 1727530 50 


qu 
VO. 


85 gi 
ne 


1729104 1729069 50 85 gi 


ibosomal RNA, partial sequence 


ammaproteobacteria; Oceanospirillales; O 


Amycolato 
219878423 


Actinomyc 


219878422 


219878399 


219878390 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
305824 Bacteria_16S 219878388 


16S ribosomal RNA, partial sequence 1729064 17305 


1736673 17381 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


equence 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


16786 
es; Pseu 
ref|NR_025538.1 

1712309 171377 
les; Flavobacter 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


ence 
bacteria 


uence 
inomycet 


v 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 


bacterin 


leispira 


1738202 1738167 50 85 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1758173 1758138 50 85 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1761162 1761127 50 85 gi 
LMG 20336 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


al 


la 
gi 


ne 


305824 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 


219878382 


219878366 
1758120 17596 


219878364 


ref|NR_025521.1 
e 1738160 173968 
cetales; Actinom 


sequenc 
Actinomy 


ref|NR_025505.1 


bacterineae; Gordoniacea 
ref|NR_025503.1 

1761124 176259 
ales; Micrococci 


uence 
inomycet 


, 


1762683 1762648 50 85 gi 


219878363 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 
Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Actinomyces 
2 Actinomyces 


mycineae; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Actinomyces 
1 Actinomyces 
ycineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Brachybacterium 

4 Brachybacterium 

neae; Dermabacteraceae; 


ref|NR_025502.1 


176264 


Brachybacterium 
5 1764116 Brachybacterium 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; 


305824 Bacteria_16S 
felinum strain CC 


felinum Bacteria; 


Corynebacteriacea 
305824 Bacteria_16S 
saxobsidens strai 
saxobsidens Bacte 


Blastococcus. 


305824 Bacteria_16S 
paurometabola str 
paurometabola Bac 
Cellulomonadaceae 
305824 Bacteria_16S 


strain DSM 46000 


Actinomycetales; 


305824 Bacteria_16S 


strain P 297/02 1 


Curtobacterium. 


305824 Bacteria_16S 


strain P 229/10 1 


Brachybacterium. 


1770114 1770079 50 85 gi 


e; Corynebacterium. 


1788078 1788043 50 85 gi 


ria; Actinobacteria; Actinobacteridae; 


1804959 1804924 50 85 gi 


; Oerskovia. 


1806497 1806462 50 85 gi 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 
strain Kb2 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 
flaccumfaciens pv 


1809550 1809515 50 85 
bosomal RNA, partial sequence 


gi 


1811078 1811043 50 85 gi 


Micrococcineae; Microbacteriaceae; 


1818756 1818721 50 85 gi 


1820280 1820245 50 85 gi 


; Actinobacteria; Actinobacteridae; Ac 


1821813 1821778 50 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
305824 Bacteria_16S 1832498 1832459 45 84 gi| 219878313 |ref|NR_025452.1 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 183383 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidoba 
Bifidobacterium. 

305824 Bacteria_16S 1833938 1833903 50 85 gi|219878312|ref|NR_025451.1 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 183531 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Microbacteriaceae; Gulosibacter. 

305824 Bacteria_16S 1847804 1847769 50 85 gi| 219878303 |ref|NR_025442.1 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 184924 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
Actinomycetaceae; Arcanobacterium. 

305824 Bacteria_16S 1850881 1850850 50 81 gi|219878301|ref|NR_025440.1 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 18521 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseosp 
305824 Bacteria_16S 1858258 1858223 50 85 gi| 219878295 |ref|NR_025434.1 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 185970 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Corynebacteriaceae; Corynebacterium. 

305824 Bacteria_16S 1885972 1885937 50 85 gi|219878274|ref|NR_025413.1 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 188742 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoca 
Pseudonocardiaceae; Saccharomonospora. 

305824 Bacteria_16S 1909903 1909868 50 85 gi| 219878256 |ref|NR_025395.1 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 191128 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

305824 Bacteria_16S 1925231 1925196 50 85 gi|219878244|ref|NR_025383.1 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 192664 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

305824 Bacteria_16S 1931406 1931371 50 85 gi|219878240|ref|NR_025379.1 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 193276 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinom 
Actinomycetaceae; Actinomyces. 

305824 Bacteria_16S 1937396 1937361 50 85 gi| 219878236 |ref|NR_025375.1 


UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


n BC448 16S ribosomal RNA, partial seq 


ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


1809512 18109 
Cory 


flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 
herbarum strain P 
herbarum Bacteria 


420/07 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 1821775 18232 


219878357 
quence 
inomycetal 


219878343 
uence 
Actinomyc 


219878332 
al sequenc 
e; 


219878331 


ococcineae 
219878329 


nebacterin 
219878328 
ibosomal R 


tobacteriu 
219878323 


ococcineae 
219878322 
uence 

tinomyceta 


’ 


219878321 


paucivorans strain CF 62 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Brevibacteriaceae 


Brevibacterium. 


, 


es; 


etal 


e 1804913 18063 
Actinomycet 


’ 


NA, 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Cur m. 


91 Plantibacter 


les; 


ref|NR_025496.1 
1770072 177148 
Corynebacte 


ref |NR_025482.1 

1788037 178951 
es; Frankine 
ref|NR_025471.1 
9 
ic 


ales; Micro 


ref|NR_025470.1 


Ce 
ref 


1llulomonadac 
NR_025468.1 


Gordoniacea 
NR_025467.1 
partial sequ 


ref 


ref |NR_025462.1 
Microbacteriac 
ref|NR_025461.1 
1820242 182172 
Micrococcin 


ref |NR_025460.1 


r 


Corynebacterium 
6 Corynebacterium 
ineae; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
eae; 


e; Gordonia. 
Curtobacterium 
ence 1811040 1812516 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Bifidobacterium 

7 Bifidobacterium 

cteriaceae; 


Gulosibacter 
7 Gulosibacter 
occineae; 


Arcanobacterium 
8 Arcanobacterium 


cineae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Corynebacterium 

1 Corynebacterium 

acterineae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Actinomyces 
0 Actinomyces 
ycineae; 


1937348 193875 


Brevibacterium 
9 Brevibacterium 


305824 Bacteria_ 


strain CCUG 41706 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
305824 Bacteria_16S 
urogenitalis stra 
urogenitalis Bact 


Actinomycetaceae; 


305824 Bacteria_16S 
strain EDIV 16S r 
Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 
haemolyticum stra 


haemolyticum DSM 
Actinomycetaceae; 


305824 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 


variabile strain 
variabile Bacteri 


Corynebacteriacea 
305824 Bacteria_16S 


strain CCUG 35957 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 
simulans strain U 
Bacteria; Actinob 


Corynebacterium. 


305824 Bacteria_16S 
elephantis strain 
elephantis Bacter 


Mycobacteriaceae; 


305824 Bacteria_16S 
stelliscabiei str 


stelliscabiei Bac 
Streptomycetaceae 


305824 Bacteria_16S 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


305824 Bacteria_16S 


antarcticus strai 


Bacteria; Actinob 
305824 Bacteria_16S 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


305824 Bacteria_16S 
avidum strain DSM 


Bacteria; Actinob 


Propionibacterium. 
305824 Bacteria_16S 


strain DSM 43030 


Actinobacteria; Actinoba 
305824 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


305824 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphapro 
305824 Bacteria_16S 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


305824 Bacteria_16S 


G 
305824 Bacteria_16S 


16S 1951205 1951170 50 85 gi 


16S ribosomal RNA, partial sequence 


1954138 1954103 50 85 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1955609 1955574 50 85 
ibosomal RNA, partial sequence 


gi 


Sphingomonadales; 
1979939 1979904 50 85 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 


2003200 2003169 46 77 


gi 
ammaproteobacteria; Enterobacteriales; 
2015413 2015378 50 85 gi 
16S ribosomal RNA, partial sequence 

Sphingomonadales; 

2030233 2030198 50 85 gi 
DSM 20132 16S ribosomal RNA, partial s 


e; Corynebacterium. 
2034791 2034756 50 85 gi 
16S ribosomal RNA, partial sequence 


2036322 2036287 50 85 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2051933 2051898 50 85 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
2053491 2053456 50 85 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
2058009 2057974 50 85 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2065554 2065519 50 85 gi 
n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
2076293 2076258 50 85 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
2080965 2080930 50 85 gi 
4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


, 


’ 


2109873 2109838 50 
16S rib 


85 gi 
cteridae; Actinomycetales; Stre 
2112870 2112835 50 85 gi 
US6-1 16S ribosomal RNA, parti 
ia; Proteobacteria; Alphaproteo 


strain 
Bacter 


2117479 2117444 50 85 
ribosomal RNA, partial sequence 
teobacteria; Sphingomonadales; 
2128078 2128043 50 85 gi 
420 16S ribosomal RNA, partial 


gi 


ATCC 25 
a; Acti 
Mycobacterium; Mycobacterium tubercul 


no 


al 


v 


Sp 
al 
ba 


6S ribosomal RNA, partial sequence 2003168 20 


Sp 


eq 
a; Actinobacteria; Actinobacteridae; Act 


oc 
ne 


al 


se 
Ac 


al 
e; 


ol 


ce 
al 


nc 
al 


al 
ba 


se 
nobacteria; Actinobacteridae; Act 
os 


2129561 2129526 50 85 gi 


219878227 


219878225 


219878224 


1955571 19570 
hingomon 


219878208 


219878193 


Entero 
219878185 
20 
hingo 
219878175 
uence 
inomy 


219878171 
20347 
occin 
219878170 
e 20362 
es; C 


219878157 
quence 


219878155 
sequ 
Acti 


219878152 
sequence 
dae; 


219878146 
20655 
es; M 
219878138 
sequence 
Actinomyc 


219878135 
e 20809 
es; 


219873436 


osomal RNA, partial sequence 2109822 21113 
pt 


omycinea 
219857659 
sequenc 
cteria; 


219857656 


2117441 21188 
Er 


ythrobac 
219857649 
quence 

inomycet 
is compl 
219857648 


19511 
mycineae 


sequenc 
Actinomy 


sequenc 
cteridae 


046 
bac 
153 


mon 


cet 


eae 


ory 


tinomyce 


enc 


nomycet 


Act 


icr 


Prop 


ref|NR_025366.1 
63 1952590 Actin 
; Actinomycetac 
ref |NR_025364.1 
e 1954098 195552 
cetales; Actino 


ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_025347.1 
e 1979903 198138 
Actinomycetale 


v 


ref |NR_025332.1 
teriaceae; Budvi 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref |NR_025314.1 

2030195 203163 
ales; Corynebact 
ref|NR_025310.1 
53 2036233 Rothia 
; Micrococcaceae 
ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


ref|NR_025294.1 
e 2053442 205491 
ales; Strept 


ref|NR_025291.1 
2057971 205946 
inomycetales; St 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025277.1 

2076251 207775 
etales; Propioni 


ref|NR_025274.1 
23 2082426 Propio 
ionibacterineae; 


ref|NR_025250.1 
30 Streptomyces 
e; Streptomyceta 
ref |NR_025248.1 
e 2112812 211429 
Sphingomonadale 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref 


v 


NR_025237.1 


O: 
e 


s: 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Actinomyces 

0 Actinomyces 


mycineae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Arcanobacterium 

5 Arcanobacterium 

s; Actinomycineae; 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


v 


Mycobacterium 
1 Mycobacterium 
terineae; 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Propionibacterium 

6 Propionibacterium 
bacterineae; 


Propionibacterium 
nibacterium avidum 


Propionibacteriaceae; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Novosphingobium 

2 Novosphingobium 

; Sphingomonadaceae; 
Erythrobacter flavus 
flavus Bacteria; 
obacter. 
Mycobacterium 

2 Mycobacterium 
erineae; 


Mycobacterium 


scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


305824 Bacteria_16S 
tokaiense strain 
tokaiense Bacteria; 
Mycobacteriaceae; 
305824 Bacteria_16S 
poriferae strain 
poriferae Bacteria; 
Mycobacteriaceae; 
305824 Bacteria_16S 
strain ATCC 19422 


305824 Bacteria_16S 
strain ATCC 51384 


305824 Bacteria_16S 


palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 


Pseudonocardiaceae; 
305824 Bacteria_16S 


strain MUP 1182 16S ribosomal RNA, 
Actinobacteria; Actinoba 


305824 Bacteria_16S 


strain ATCC 927 16S ribo 
Actinobacteria; Actinoba 


305824 Bacteria_16S 


strain PK-Blue 16S ribos 
Actinobacteria; Actinoba 


305824 Bacteria_16S 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
305824 Bacteria_16S 


ATCC 27282 16S 
Acti 


ATCC 35087 16S 
Acti 


16S ribosomal 
Bacteria; Actinobacteria 
Mycobacterium; Mycobacte 


16S ribosomal 
Actinobacteria; Actinoba 


2131077 2131042 50 


2132578 2132543 50 


2134078 2134043 50 


2135612 2135577 50 


2138653 2138618 50 


2147643 2147608 50 


2164272 2164237 50 


2167337 2167302 50 


2182509 2182474 50 


2217310 2217275 50 


85 


85 


85 


85 


85 


85 


85 


85 


omal RNA, partial sequence 
cteridae; Actinomycetales; 


85 


85 


gi 
ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
Mycobacterium. 


gi 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
Mycobacterium. 


gi 


RNA, partial sequence 
; Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


gi 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 
Amycolatopsis. 


gi 
gi 
gi 
21 


gi 


gi 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


305824 Bacteria_16S 


2232480 2232445 50 


85 


gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


305824 Bacteria_16S 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 
puniciscabiei Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 


Streptomycetaceae; 
305824 Bacteria_16S 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
305824 Bacteria_16S 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; 


Desulfobulbus. 
305824 Bacteria_16S 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 


2246104 2246069 50 


2247680 2247645 50 


2255375 2255340 50 


Proteobacteria; 


2256865 2256830 50 


85 


85 


85 


Deltaproteobacteria; 


85 


gi 


gi 


gi 


gi 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
305824 Bacteria_16S 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequen 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
305824 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 


Tsukamurellaceae; 
305824 Bacteria_16S 


Streptomyces. 


2259989 2259954 50 


2305575 2305540 50 


2337208 2337173 50 


85 


85 


85 


strain BG29 16S ribosomal RNA, partial sequence 


Firmicutes; 
305824 Bacteria_16S 


sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; 


305824 Bacteria_16S 


Clostridia; 


Clostridiales; 
2338757 2338722 50 


2357006 2356971 50 


85 


85 


gi 


gi 


complete sequ 


gi 


2337153 23386 
Heliobacteriaceae; 


gi 


gi 


strain ATCC 49929 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Propioniferax. 


219857647 
sequence 


219857646 
sequence 


219857645 


219857644 


219857642 
sequence 


219857636 


complete sequence 2147582 2149114 Mycobacterium 
cteridae; Actinomycetales; Corynebacterineae; 


219857625 


somal RNA, partial sequence 2164214 2165735 Mycobacterium 
cteridae; Actinomycetales; Corynebacterineae; 


219857623 


219857611 


219857587 
22172 


219857577 
22324 


219857568 


219857567 


219857562 
Desu 
219857561 

Actinomyc 


219857559 


219857525 
Actinomy 
219857503 


Helioba 
219857502 


He 
219857489 


inomycetales; 


inomycetales; 


Actinomycetales; 


67280 2168769 Streptomyces 
Streptomycineae; Streptomycetaceae; 


Actinomycetales; 


e; Actinomycetales; Strept 


Actinomycetales; Strept 


ref|NR_025236.1 


ND 


ref|NR_025235.1 


ND 


ref |NR_025234.1 


ref |NR_025233.1 


ref |NR_025231.1 


ref|NR_025225.1 


ref |NR_025214.1 


ref |NR_025212.1 


ref |NR_025200.1 


182453 218387 


ND 


ref|NR_025175.1 


ref|NR_025165.1 
22 2233905 Gordon 
Gordoniacea 


ref 


ref 


lfobacterales; D 


NR_025149.1 
2256827 225829 
etales; Streptom 


ref|NR_025147.1 
ce 2259931 226145 


ref 
ence 
cetales; 


NR_025113.1 

230551 
Coryneb 
ref|NR_025091.1 
cterium. 
ref|NR_025090.1 

2338702 234021 


liobacteriaceae; 
ref|NR_025077.1 


Mycobacterium 


131039 2132489 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


132540 2133989 Mycobacterium 
Corynebacterineae; 


Mycobacterium microti 


2134040 2135523 Mycobacterium microti 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium brumae 


2135574 2137022 Mycobacterium brumae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Amycolatopsis 


2138615 2140041 Amycolatopsis 
Pseudonocardineae; 


Mycobacterium parmense 
parmense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium marinum 
marinum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Streptomyces speibonae 


speibonae Bacteria; 


Streptomyces. 
Actinomyces 
7 Actinomyces 


Actinomycineae; 


Mycobacterium lacus 


72 2218741 Mycobacterium lacus Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Streptomyces 

5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Streptomyces 
4 Streptomyces 
ycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Tsukamurella 
7 2307028 Tsukamurella 


acterineae; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 


Propioniferax innocua 


2356968 2358432 Propioniferax innocua 


305824 Bacteria_16S 


2400960 2400925 46 81 gi 


219857459 


kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 


kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; 


305824 Bacteria_16S 


Nocardiopsis. 


2421064 2421029 50 85 gi 


Actinomycetales; 


219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
305824 Bacteria_16S 


Nocardiaceae; 


2422589 2422554 49 


84 


gi|219857443 


sublithincola strain QSSC9-3 16S ribosomal RNA, partial sequence 


sublithincola Bacteria; 
305824 Bacteria_16S 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 


Bacteria; 


Bacteroidetes; 
305824 Bacteria_16S 
koreense strain JGO7 16S ribosomal RNA, partial sequence 
Firmicutes; Planococcaceae; 


305824 Bacteria_16S 


Bacillales; 


Bacteroidetes; 
2433007 2432980 49 


Flavobacteria; 
2443634 2443595 46 


2457302 2457267 50 


76 


85 


85 


Flavobacteria; Flavobacteriales; 


gi| 219857432 


gi|219857423 


gi|219857411 


taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 


taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


305824 Bacteria_16S 


2460286 2460251 50 


85 


strain JSS-7 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 


2491956 2491921 50 


Sphingomonadales; 


85 


strain T1-X7 16S ribosomal RNA, partial sequence 


berrensis strain 
Bacteria; 


pachnodae strain 


Xylanimicrobium. 


Firmicutes; 
305824 Bacteria_16S 

strain VKM Ac-1457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 


Clostridia; 


16S 


2507056 2507017 46 


2511628 2511593 46 


2513132 2513097 50 


2514651 2514612 46 


85 


CTT3 16S ribosomal RNA, partial sequence 
Clostridiales; 


81 


85 


VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


gi|219857409 


2460248 2461689 Sphingomonas 
Sphingomonadaceae; 


gi| 219857388 


2491905 2493349 Tetrasphaera 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
305824 Bacteria_16S 


gi| 219857372 


Clostridiaceae; 
gi| 219857369 


gi| 219857368 


219857367 


Actinomycetales; 


24329 
Flavobacteriaceae; 


24435 


Planomicrobium. 


Sphingomonadales; 


25070 


Streptosporangineae; 


Micrococcineae; 


305824 Bacteria_ 
strain Z 16S ribo 


Clostridia; 


Proteobacteria; 


capsulata strain 


capsulata Bacteri 


Nocardioidaceae; 


305824 Bacteria_ 
albus strain JL 83 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Deltaproteobacteria; Desulfobacterales; 
305824 Bacteria_ 


gi 


Clostridiaceae; Caloramator. 
2523720 2523685 50 85 gi 
ribosomal RNA, partial sequence 


16S 


16S 2534360 2534325 50 85 gi 


Friedmanniella. 


16S 2551910 2551875 50 85 gi 


D 


219857361 
2523668 2525153 Desulfotalea 
esulfobulbaceae; 
219857354 
Ben 108 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 


nce 


219857342 
2551853 2553362 Strept 
Streptomycineae; 


es; 


inomycetales; 


Streptacidiphilus. 


305824 Bacteria_16S 
carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 


305824 Bacteria_16S 


2553471 2553436 50 


2558158 2558123 50 


85 


85 


strain SR12 16S ribosomal RNA, partial sequence 


Firmicutes; 


spumicola strain 


Nocardioidaceae; 


Clostridia; 
305824 Bacteria_16S 

strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensi 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
305824 Bacteria_16S 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
305824 Bacteria_16S 


Clostridiales; 
2576620 2576585 50 


2578048 2578013 50 


2587332 2587297 50 


2593549 2593514 50 


2608866 2608831 50 


85 


85 


85 


85 


85 


gi] 219857341 


complete sequence 2553413 2554923 Strept 


gi| 219857338 


2558106 25596 
Eubacteriaceae; 


gi|219857283 


gi| 219857282 


gi| 219857276 


Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 
305824 Bacteria_16S 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
305824 Bacteria_16S 


gi| 219857272 


gi] 219857259 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 


Streptomycineae; 


inomycetales; 


ref |NR_025047.1 


NR_025033.1 


ref 


ref|NR_025031.1 


ref|NR_025020.1 


ref 


NR_025011.1 


ref|NR_024999.1 


ref |NR_024997.1 


ref|NR_024976.1 
ref|NR_024960.1 
ref 


NR_024957.1 


ref |NR_024956.1 


ref|NR_024955.1 


somal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; 
Clostridiales; 
305824 Bacteria_ 
strain LSv514 16S 


ref|NR_024949.1 


ref |NR_024942.1 
2534307 253578 
Propioniba 


ref |NR_024930.1 
Str 
ref|NR_024929.1 
str 


ref|NR_024926.1 


ref|NR_024914.1 
Cellulomonadac 
ref|NR_024913.1 


Cellulomonadac 
ref|NR_024907.1 

2587275 258874 
Propioniba 


ref|NR_024903.1 


Mycobacteri 


Nocardiopsis 


2400924 2402372 Nocardiopsis 
Streptosporangineae; 


Rhodococcus 


2421026 2422502 Rhodococcus 
Corynebacterineae; 


Aequorivita 


2422553 2423991 Aequorivita 
Flavobacteriaceae; Aequorivita. 


Flavobacterium 


48 2434422 Flavobacterium frigidarium 
Flavobacterium. 


Planomicrobium 


92 2445097 Planomicrobium koreense 


Sphingopyxis 


2457264 2458706 Sphingopyxis 
Sphingomonadaceae; 


Sphingomonas aquatilis 


aquatilis Bacteria; 
Sphingomonas. 


Tetrasphaera japonica 


japonica Bacteria; 
Intrasporangiaceae; 


Tetrasphaera. 
Thermohalobacter 


00 2508520 Thermohalobacter berrensis 
Thermohalobacter. 


Nocardiopsis tropica 


2511592 2513043 Nocardiopsis tropica Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Xylanimicrobium 


2513094 2514560 Xylanimicrobium pachnodae 
Promicromonosporaceae; 


Caloramator coolhaasii 
Firmicutes; 


Desulfotalea arctica 


arctica Bacteria; 
Desulfotalea. 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 


eptomycetaceae; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 
Eubacterium. 


Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Friedmanniella 

9 Friedmanniella 
cterineae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 


ref |NR_024890.1 
2608828 261032 


Amycolatopsis 
2 Amycolatopsis 


thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

305824 Bacteria_16S 2619768 2619737 50 81 gi 
strain ATCC 51603 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
305824 Bacteria_16S 2625855 2625820 50 85 gi 
bendigoensis strain Benl06 16S ribosomal RNA, partial s 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae 
Propionibacteriaceae; Tessaracoccus. 

305824 Bacteria_16S 2634895 2634861 50 84 gi 
strain CDC 0876-58 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
305824 Bacteria_16S 2639555 2639520 50 85 gi 
strain CIP 103464 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
305824 Bacteria_16S 2654708 2654673 50 85 gi 
thomssenii strain DSM 44276 16S ribosomal RNA, partial 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

305824 Bacteria_16S 2681854 2681815 46 85 gi 
straminisolvens strain CSK1 16S ribosomal RNA, partial 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; 
305824 Bacteria_16S 2686240 2686205 49 84 gi| 219857198 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 26876 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
305824 Bacteria_16S 2689201 2689166 51 86 gi| 219857196 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydr 
305824 Bacteria_16S 2719212 2719173 46 85 gi| 219857175 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Nocardiaceae; Nocardia. 

305824 Bacteria_16S 2767062 2767027 50 85 gi 
psychralcaliphila strain ILA-1 16S ribosomal RNA, parti 
psychralcaliphila Bacteria; Actinobacteria; Actinobacte 
Dietziaceae; Dietzia. 

305824 Bacteria_16S 2771645 2771610 50 85 gi 
venezuelae strain JCM 4526 16S ribosomal RNA, partial s 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

305824 Bacteria_16S 2773178 2773143 50 85 gi 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
305824 Bacteria_16S 2774714 2774679 50 85 gi| 219857133 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
305824 Bacteria_16S 2776252 2776217 50 85 gi| 219857132 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Streptomycetaceae; Streptomyces. 


219857252 
26197 
Enterobac 
219857247 
equence 


; Actinomy 


ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024877.1 

2625807 262727 
cetales; Propion 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


219857234 
26348 
cteriales; 

219857231 
26395 
nebacterin 
219857221 

sequence 
Actinomyce 


ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref|NR_024849.1 

2654667 265613 
tales; Corynebac 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Corynebacterium 
8 Corynebacterium 
terineae; 


219857201 
sequence 


ref |NR_024829.1 
2681812 268325 
Clostridiaceae; Clostridium. 
ref|NR_024826.1| Zobellia amurskyensis 
48 Zobellia amurskyensis Bacteria; 
; Zobellia. 
ref |NR_024824.1 
2689164 269065 
ogenivirga. 
ref |NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


Clostridium 
8 Clostridium 


Hydrogenivirga 
5 Hydrogenivirga 


Nocardia 
4 Nocardia 
ebacterineae; 


v 


219857139 
al sequenc 
ridae; Act 


Dietzia 
5 Dietzia 
rynebacterineae; 


ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


219857136 
equence 
Actinomyce 


ref|NR_024764.1 
2771601 277308 
tales; Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 
219857135|ref|NR_024763.1| Streptomyces peucetius 
19 Streptomyces peucetius Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_024761.1| Streptomyces platensis 
57 Streptomyces platensis Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_024760.1| Streptomyces 

2776208 2777696 Streptomyces 
etales; Streptomycineae; 


’ 


305824 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


305824 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


305824 Bacteria_16S 


strain Lp2 16S ri 


strain IFO 12702 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


305824 Bacteria_16S 


strain IMC S-0802 
Actinobacteria; A 


305824 Bacteria_16S 


2783717 2783682 50 85 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
; Okibacterium. 
2789821 2789782 45 


ia 


, 


84 gi 


ogae; Thermotogales; Thermotogaceae; The 
2813805 2813770 50 85 gi 
bosomal RNA, partial sequence 
oc 
2825863 2825828 50 


85 gi 


Franki 
2830434 2830399 50 85 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2831972 2831937 50 85 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 


eq 
A 


’ 


pt 


219857127 
1 sequen 
Actinomy 


219857123 
6S ribosomal RNA, partial sequence 2789778 27912 


rmotoga. 


219857107 
2813767 28152 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; 


305824 Bacteria_16S 


neae; 


uence 
ctinomyc 


219856902 


28319 


2838013 2837978 50 85 gi 


occineae; 


Sp 
219856903 


omycinea 
219856898 


ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref|NR_024751.1 


ref|NR_024735.1 
09 Tetrasphaera 
; Intrasporangia 
ref|NR_024727.1 


orichthyaceae; S 
ref|NR_024724.1 

2830390 283187 
etales; Streptom 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 


Okibacterium 
8 Okibacterium 
ccineae; 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Streptomyces 
7 Streptomyces 
ycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 


ref|NR_024717.1 


Agromyces bracchium 


strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


305824 Bacteria_16S 2839574 2839539 50 85 gi|219856897|ref|NR_024716.1]| Agromyces luteolus 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
305824 Bacteria_16S 2842617 2842582 50 85 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

305824 Bacteria_16S 2893591 2893556 50 85 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
305824 Bacteria_16S 2895086 2895051 50 85 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
305824 Bacteria_16S 2896580 2896545 50 85 gi| 219856858 |ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

305824 Bacteria_16S 2898074 2898039 50 85 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

305824 Bacteria_16S 2899582 2899547 50 85 gi| 219856856 |ref|NR_024675.1| Zimmermannella bifida 


strain IAM 14848 


305824 Bacteria_ 
strain IFO 15616 


305824 Bacteria_ 


strain SJS0289-JS 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


305824 Bacteria_ 


strain S37 16S ri 
Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 
antarctica strain 
antarctica Bacter 


Nocardioidaceae; 


305824 Bacteria_16S 
macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 
305824 Bacteria_16S 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 
305824 Bacteria_16S 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 
305824 Bacteria_16S 


strain IFO 15059 


16S 2902655 2902620 50 85 gi 


16S 2905724 2905689 50 85 gi 


1 16S ribosomal RNA, partial sequence 


16S 2964825 2964790 50 85 


bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2969378 2969343 50 85 gi 
AA-1042 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 
2977014 2976979 50 85 gi 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2978548 2978513 50 85 gi 
rain Al1484 16S ribosomal RNA, partial 


v 


; Streptomyces. 


2980079 2980044 50 85 gi 
rain R10 16S ribosomal RNA, partial se 


; Streptomyces. 


2987718 2987683 50 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


305824 Bacteria_16S 


strain 801 16S ri 


3006025 3005990 50 85 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


305824 Bacteria_16S 
polyisoprenivoran 
polyisoprenivoran 
Gor 
305824 Bacteria_16S 


Gordoniaceae; 


strain HKI 0136 1 


3022576 3022541 50 85 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3039304 3039269 50 


85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


305824 Bacteria_16S 


hortensis strain 


hortensis Bacteri 
Intrasporangiacea 
305824 Bacteria_16S 
confusum strain D 
confusum Bacteria 
Corynebacteriacea 
305824 Bacteria_16S 


strain ATCC 25470 


Actinobacteria; Actinobacteridae; Actinomycetales; 


3045402 3045367 50 85 gi 
HKI 0125 16S ribosomal RNA, partial se 


Ornithinicoccus. 

3096725 3096690 50 85 gi 
MMZ 2439 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3104136 3104101 50 85 gi 
16S ribosomal RNA, partial sequence 


e; 


n A1201 16S ribosomal RNA, partial seq 


cteria; Actinobacteria; Actinobacterid 


cteria; Actinobacteria; Actinobacterid 


oc 


oc 


Sp 


qu 
Ac 


ue 


se 
ae 


qu 
ae 


ne 


oc 


1 
er 


ne 


qu 


a; Actinobacteria; Actinobacteridae; Act 


qu 
ti 


ne 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


29056 


ence 


219846938 


nce 


Actinomyc 


219846937 


quence 


, 


219846936 


ence 


, 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 
bacterin 
219846919 
3005987 30074 


occineae 


219846908 


sequence 
idae; Ac 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 


bacterin 


219846891 


ence 
inomycet 


219846857 


ence 
nomyceta 


219846852 


31040 


Streptomycineae; 


occineae 
219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


219856852 
bacterin 
219856812 
2964771 29662 
hingomon 
219846944 


tinomyce 


Actino: 


Actino: 


10 Zimmermannella bifida Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 

ref|NR_024673.1| Zimmermannella alba 

77 Zimmermannella alba Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 

ref|NR_024671.1| Williamsia maris 

66 2907143 Williamsia maris Bacteria; 

eae; Williamsiaceae; Williamsia. 

ref|NR_024631.1| Sphingopyxis chilensis 

22 Sphingopyxis chilensis Bacteria; 

adaceae; Sphingopyxis. 

ref|NR_026536.1| Friedmanniella 
2969338 2970810 Friedmanniella 

tales; Propionibacterineae; 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
etales; Streptomycineae; 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


Streptomyces 
0 Streptomyces 
tomycineae; 


ref|NR_026528.1 
2980041 298152 
mycetales; Strep 


Streptomyces 
6 Streptomyces 
tomycineae; 


ref|NR_026523.1| Skermania piniformis 
56 Skermania piniformis Bacteria; 
eae; Gordoniaceae; Skermania. 
ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 
; Microbacteriaceae; Frigoribacterium. 
ref|NR_026500.1| Gordonia 

3022528 3023984 Gordonia 
tinomycetales; Corynebacterineae; 


ref|NR_026488.1| Gordonia alkanivorans 

45 Gordonia alkanivorans Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref|NR_026483.1| Ornithinicoccus 
3045360 3046851 Ornithinicoccus 

ales; Micrococcineae; 


’ 


ref|NR_026449.1 
3096668 309807 
les; Corynebacte 


Corynebacterium 
1 Corynebacterium 
rineae; 


ref|NR_026444.1| Streptomyces lydicus 
98 3105578 Streptomyces lydicus Bacteria; 
Streptomycetaceae; Streptomyces. 


305824 Bacteria_16S 
falsenii CCUG 33651 16S 
Bacteria; Actinobacteria 
Corynebacterium. 
305824 Bacteria_16S 
strain DSM 44267 16S rib 
Actinobacteria; Actinoba 
305824 Bacteria_16S 
thiophila strain NZ27 16 
Bacteria; Proteobacteria 
305824 Bacteria_16S 
mathranii strain A3 16S 
Bacteria; Firmicutes; Cl 
305824 Bacteria_16S 
singulare strain IBS B52 
singulare Bacteria; Acti 


Corynebacteriaceae; Cory 


3147678 3147643 50 


3152273 3152238 50 


305824 Bacteria_16S 
kroppenstedtii st 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Cory 
305824 Bacteria_16S 
strain M408/89/1 


Corynebacterium. 
305824 Bacteria_16S 
mastitidis strain 


Corynebacterium. 
305824 Bacteria_16S 
strain DSM 11140 


305824 Bacteria_16S 
griseocarneus str 
griseocarneus Bac 
Streptomycetaceae; Strep 
305824 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 
Desulfofustis. 

305824 Bacteria_16S 
strain DSM 43678 
Actinobacteria; Actinoba 
305824 Bacteria_16S 
strain DSM 43311 
Actinobacteria; Actinoba 
Microtetraspora. 
305824 Bacteria_1 
strain DSM 43764 
Actinobacteria; Actinoba 
Actinomadura. 
305824 Bacteria_1 
strain DSM 43067 


6S 


6S 


Actinomadura. 
305824 Bacteria_16S 
lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 

305824 Bacteria_16S 


nebacterium. 


3201104 3201069 50 
16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


3205564 3205529 50 
S-8 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


3225187 3225152 50 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
3235864 3235829 50 
ain DSM 40004 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 


tomyces. 


3237429 3237394 50 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


3249417 3249382 46 
16S ribosomal RNA, partial sequence 3249381 32508 
idae; Actinomycetales; 
3250916 3250881 46 
16S ribosomal RNA, partial sequence 3250880 32523 
idae; Actinomycetales; 


cter 


cter 


3252415 3252380 46 
16S ribosomal RNA, partial sequence 3252379 32538 
idae; Actinomycetales; 


cter 


3253913 3253878 46 
16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3255408 3255373 46 
n DSM 44048 16S ribosomal RNA, partial 


85 gi 


ribosomal RNA, partial sequence 
; Actinobacteridae; Actinomycet 


85 gi 


85 gi 


S ribosomal RNA, partial sequence 
; Deltaproteobacteria; Desulfur 
3173617 3173578 46 


85 gi 


ribosomal RNA, partial sequence 


85 gi 


85 gi 


85 gi 


85 gi 


85 gi 


81 gi 


81 gi 


81 


gi 


81 gi 


ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
3256919 3256884 46 


compl 


219846823 
ales; 


219846820 


osomal RNA, partial sequence 3152235 31537 
cteridae; Actinomycetales; Microc 
3160018 3159983 50 


219846815 


219846805 
31735 


ostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 

3178247 3178212 50 85 gi| 219846802 |ref|NR_026394.1 

218 16S ribosomal RNA, partial sequence 3178210 317953 

nobacteria; Actinobacteridae; Actinomycetales; Corynebact 
nebacterium. 

3199662 3199627 50 85 gi|219846788|ref|NR_026380.1 

rain CCUG 35717 16S ribosomal RNA, partial sequence 319961 


219846787 


219846784 
32055 
ales; 


219846770 


219846763 
et 


219846762 
equence 
a; 


219846754 


Streptosporang 


219846753 


Streptosporang 


219846752 


Streptosporang 


219846751 


Streptosporangineae; Thermomon 

81 gi|219846750|ref|NR_026342.1 
sequence 3255372 325683 
Actinomycetales; Streptos 

81 gi| 219846749 |ref|NR_026341.1 


strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 32583 


Actinobacteria; Actinobacteridae; Actinomycetales; 
3258432 3258397 46 


305824 Bacteria_16S 


81 gi 


Streptosporang 


219846748 


strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 32598 


Actinobacteria; Actinobacteridae; Actinomycetales; 

3259943 3259908 46 
albirubida strain DSM 40465 16S ribos 
Nocardiopsis dassonvillei subsp. 


305824 Bacteria_16S 
dassonvillei subsp. 


Actinomycetales; 
305824 Bacteria_16S 


81 gi 


85 gi 


Streptosporang 


219846747 


Nocardiops 
219846746 


31476 
Corynebacterineae; 


occineae; 


31599 
omonadales; 


Corynebacterineae; 


e sequence 3235806 323732 
Actinomycet 


Desulfobacterales; 


omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; 
3261456 3261421 50 


ref |NR_026415.1 


ref|NR_026412.1 
; Intrasporangi 
ref |NR_026407.1 
80 3161460 Desulf 
De 
ref |NR_026397.1 
65 3175071 Thermo 


Actinomyceta 


ref |NR_026379.1 


eae; Corynebacte 
ref |NR_026376.1 
25 3207001 Coryne 
Cc 
ref |NR_026362.1 
Intrasporangia 
NR_026355.1 


ref 


ales; Strept 
ref |NR_026354.1 

3237371 323891 
Desu 
ref |NR_026346.1 
ineae; Streptosp 
ref |NR_026345.1 
ineae; Streptosp' 
ref |NR_026344.1 
26 Actinomadura 
ineae; Thermomon 


ref |NR_026343.1 
21 Actinomadura 


ineae; Nocardiop 
ref |NR_026340.1 


ineae; Nocardiop 
ref |NR_026339.1 


partial sequen 


is. 


sulfuromonadaceae; 


Corynebacterium 


42 3149116 Corynebacterium falsenii 
Corynebacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
aceae; 


Terracoccus. 
Desulfuromonas 
uromonas thiophila 
Desulfuromonas. 
Thermoanaerobacter 
anaerobacter mathranii 
; Thermoanaerobacter. 
Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium 
4 3201013 Corynebacterium 


les; Corynebacterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 
Corynebacterium 
bacterium mastitidis 


orynebacteriaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 
occineae; 


ceae; Janibacter. 
Streptomyces 

0 Streptomyces 

omycineae; 


Desulfofustis 
7 Desulfofustis 


lfobulbaceae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


45 Nocardiopsis listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


56 Nocardiopsis alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


ref |NR_026338.1 


Sphingomonas trueperi 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


Sphingomonadaceae; 


Sphingomonas. 


305824 Bacteria_ 


strain DSM 3662 1 
Clost 
305824 Bacteria_1 


Firmicutes; 


strain DSM 8239 1 
Firmicutes; 


paludosum strain 


paludosum Bacteri 
305824 Bacteria_1 


strain DSM 4132 1 


Clost 
305824 Bacteria_1 


16S 3273558 3273523 50 85 gi 


ridia; 
6S 


Clostridiales; Eubacteriaceae; 
3275082 3275047 50 85 gi 


ridia; Clostridiales; Eubacteriaceae; 
6S 3278110 3278075 50 85 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
6S 3279619 3279584 50 85 gi 


6S ribosomal RNA, partial sequence 3273522 32749 


6S ribosomal RNA, partial sequence 3275046 32765 


6S ribosomal RNA, partial sequence 3279583 32810 


219846738 |ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 

Eubacterium. 

219846737|ref|NR_026329.1| Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 

Acetobacterium. 

219846735|ref|NR_026327.1| Acetobacterium 

quence 3278074 3279532 Acetobacterium 

es; Eubacteriaceae; Acetobacterium. 

219846734|ref|NR_026326.1| Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

305824 Bacteria_16S 3281138 3281103 50 85 gi|219846733|ref|NR_026325.1| Acetobacterium 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 
carbinolicum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
305824 Bacteria_16S 3282657 3282622 50 85 gi|219846732|ref|NR_026324.1| Acetobacterium 
wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

305824 Bacteria_16S 3284181 3284146 50 85 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

305824 Bacteria_16S 3300970 3300932 46 84 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 

305824 Bacteria_16S 3310124 3310089 50 85 gi|219846713|ref|NR_026305.1| Georgenia muralis 


strain 1A-C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 


pantelleriensis s 


pantelleriensis B 


Halomonas. 


305824 Bacteria_16S 


strain DSM 43151 


strain DSM 44183 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


305824 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


305824 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


305824 Bacteria_16S 


strain DSM 9580 1 


strain DSM 7083 1 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


305824 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


305824 Bacteria_16S 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


305824 Bacteria_16S 


ibosomal RNA, partial sequence 


3319189 3319158 46 77 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 
3332897 3332862 46 


81 gi 


3334387 3334352 46 81 gi 
in DSM 43805 16S ribosomal RNA, partia 


e; Actinoplanes. 


3335881 3335846 50 85 gi 


3337390 3337355 50 85 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3338900 3338865 50 85 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

3346528 3346493 50 85 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3351104 3351069 50 85 gi 


3355754 3355719 50 85 gi 


3357315 3357280 50 85 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3358879 3358844 50 85 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3366540 3366505 46 81 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 


eria; Actinobacteria; Actinobacteridae; 


3310081 33114 
occineae 


oc 
219846706 
equence 
cteria; Oc 


219846696 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 
brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 
305824 Bacteria_16S 


219846695 
1 


’ 


219846694 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
305824 Bacteria_16S 


nebacterin 
219846693 
al sequenc 
e; 


219846692 
rtial sequ 
dae; Actin 


219846686 
ce 33464 
ales; Micr 


219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 


oc 
219846679 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 


ococcineae 
219846678 
1 sequence 
e; 


219846677 
sequence 
Actinomy 


v 


219846672 
sequence 
Actinomyc 


3368040 3368005 46 81 gi 


219846671 


claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 


omonospori 


sequence 
Actinomy 


Actinomycet 


occineae; 


Actinomycet 


97 Georgenia muralis Bacteria; 
; Bogoriellaceae; Georgenia. 
ref|NR_026298.1] Halomonas 
3319157 3320633 Halomonas 


eanospirillales; Halomonadaceae; 


v 


ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_026287.1| Actinoplanes 

3334351 3335794 Actinoplanes 


cetales; Micromonosporineae; 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref|NR_026285.1 
e 3337354 333881 
ales; Coryne 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


ref|NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026275.1| Agrococcus jenensis 

38 Agrococcus jenensis Bacteria; 

; Microbacteriaceae; Agrococcus. 

ref|NR_026271.1| Dermabacter hominis 

06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 

ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 

ales; Micrococcineae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


ref |NR_026269.1 
3358821 336033 
cetales; Microco 


ref|NR_026264.1 
3366504 336795 
etales; Streptos 


Streptosporangium 
3 Streptosporangium 
porangineae; 


ref|NR_026263.1| Streptosporangium 
3368004 3369448 Streptosporangium 


claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; 
305824 Bacteria_16S 


carneum Bacteria; 
Streptosporangiaceae; 
305824 Bacteria_16S 

album strain DSM 


Streptosporangium. 
305824 Bacteria_16S 


Streptosporangium. 
3369535 3369500 46 


Streptosporangium. 
3371035 3371000 46 


3380188 3380153 50 


81 gi 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 


81 gi 
43023 16S ribosomal RNA, partial sequenc 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


85 gi 


219846670 


219846669 
e 


219846662 


33709 


strain DSM 44015 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 
marismortui strain ATCC 17056 16S ribosomal RNA, partia 


marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Ha 
Chromohalobacter. 

305824 Bacteria_16S 3410488 3410453 50 85 gi| 219846637 |ref|NR_026229.1 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Diali 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
305824 Bacteria_16S 3429818 3429783 50 85 gi|219846624|ref|NR_026216.1 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 343112 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacteriaceae; Corynebacterium. 

305824 Bacteria_16S 3431212 3431177 50 85 gi|219846623|ref|NR_026215.1 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 343257 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacteriaceae; Corynebacterium. 

305824 Bacteria_16S 3432663 3432628 50 85 gi|219846621|ref|NR_026213.1 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 34326 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacterium. 

305824 Bacteria_16S 3434030 3433995 50 85 gi|219846620|ref|NR_026212.1 


pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 


pilosum Bacteria; 


strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 


305824 Bacteria_16S 


strain DSM 20032 


strain : DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
305824 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


305824 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


305824 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


305824 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


16S ribosomal RNA, complete sequence 


3384788 3384750 46 84 gi 


1 


3447495 3447460 50 85 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3449061 3449026 50 85 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 


s 
Ac 


3453713 3453678 50 85 


gi 


3473492 3473457 50 
16S ribosomal RNA, 


85 gi 
complete sequence 
3484041 3484006 50 85 gi 
Strept 
3485608 3485573 50 85 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3490234 3490199 50 85 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3493313 3493278 50 85 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3494691 3494656 50 85 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 


s 


se 
Ac 


se 
Ac 


305824 Bacteria_16S 


219846611 


219846610 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
305824 Bacteria_16S 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


305824 Bacteria_16S 219846585 


Actinomyc 


219846582 


219846580 


219846579 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacteriaceae; Corynebacterium. 
305824 Bacteria_16S 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 
305824 Bacteria_16S 


equence 


34490 
es; 


34734 
bacterin 
omycinea 


equence 


quence 
tinomyce 


quence 
tinomyce 


34946 


es; Pseu 


3503661 3503626 50 85 


gi 


219846573 


33801 


tinomycetale 


Streptomycineae; 


ref|NR_026262.1 


ref|NR_026261.1 


ref|NR_026254.1 


ref|NR_026251.1 
3384746 338616 


3433993 343537 


ref|NR_026203.1 
3447437 344895 
s; Streptomy 


ref |NR_026202.1 
03 3450520 Strept 
str 
ref|NR_026199.1 
Micrococcaceae 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; 


ref|NR_026174.1 
3490176 349169 
tales; Streptomy 


ref|NR_026172.1 
3493260 349458 
tales; Pseudonoc 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


3369499 337094 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Gordoniaceae; 


Streptosporangineae; 


Streptosporangium 
8 Streptosporangium 


Streptosporangineae; 


Streptosporangium 


99 3372445 Streptosporangium album 
Streptosporangineae; 


Streptosporangiaceae; 


Gordonia hydrophobica 


49 3381618 Gordonia hydrophobica 
Corynebacterineae; 
219846659 
sequence 


Gordonia. 
Chromohalobacter 
8 Chromohalobacter 


lomonadaceae; 


Dialister pneumosintes 


ster pneumosintes 


Corynebacterium 
4 Corynebacterium 


Corynebacterineae; 


Corynebacterium 
5 Corynebacterium 


Corynebacterineae; 


Corynebacterium 


26 3433942 Corynebacterium xerosis 
Corynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 


Corynebacterineae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 
occineae; 
219846593 


; Kocuria. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


ref |NR_026165.1 


Agromyces ramosus 


strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 3505104 Agromyces ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


305824 Bacteria_ 
strain DSM 7485 1 


strain DSM 20542 


strain DSM 20528 


16S 3512798 3512763 50 85 gi 


16S 3514322 3514287 50 85 gi 


16S 3515843 3515808 50 85 gi 


16S 3517365 3517330 50 85 gi 


219846567 
6S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
305824 Bacteria_ 
strain DSM 7486 1 


2198465 
6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
305824 Bacteria_ 2198465 
16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
305824 Bacteria_ 2198465 
16S ribosomal RNA, partial sequence 3517327 35187 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


ref |NR_026159.1 
33 Rathayibacter 
66|ref|NR_026158.1 
54 Rathayibacter 
65 


ref |NR_026157.1 


64|ref|NR_026156.1 


Rathayibacter rathayi 
rathayi Bacteria; 


Microbacteriaceae; Rathayibacter. 


Rathayibacter tritici 
tritici Bacteria; 


Microbacteriaceae; Rathayibacter. 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
Microbacteriaceae; 


Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 
Microbacteriaceae; 


Curtobacterium. 


305824 Bacteria_16S 3551151 3551112 46 85 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

305824 Bacteria_16S 3601486 3601451 50 85 gi| 219846505 |ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

305824 Bacteria_16S 3604542 3604507 49 84 gi|219846503|ref|NR_026095.1| Capnocytophaga 
sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 3604483 3605971 Capnocytophaga 


sputigena ATCC 33 


Capnocytophaga. 


305824 Bacteria_16S 
gingivalis strain 
gingivalis Bacteria; 
305824 Bacteria_16S 
strain 1066 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
305824 Bacteria_16S 
komossense strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

305824 Bacteria_16S 3636052 3636017 50 85 gi|219846481|ref|NR_026073.1 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

305824 Bacteria_16S 3637592 3637557 50 85 gi|219846480|ref|NR_026072.1 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 363905 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 


Streptomycetaceae; 
305824 Bacteria_16S 


612 Bacteria; Bacteroidetes; 
3606081 3606046 49 84 gi 
ATCC 33624 16S ribosomal RNA, partial 
Bacteroidetes; Flavobacteria; 


3615126 3615091 50 85 gi 


3616632 3616597 50 85 gi 


Streptomyces. 


3639142 3639107 50 85 gi 


thermocarboxydovorans strain AT52 16S ribosomal RNA, part 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobac 


Streptomycetaceae; 
305824 Bacteria_16S 
mediocidica strain IFO 14789 16S ribosomal RNA, partial 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
305824 Bacteria_16S 
strain OS-3256 16 
Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 


bohemicum strain 


Streptomyces. 


3642239 3642204 50 85 gi 


s 


Kitasatospora. 
3643771 3643736 50 85 
S ribosomal RNA, partial sequence 


gi 


Strept 
3663633 3663598 50 85 gi 
DSM 44277 16S ribosomal RNA, partial seq 


bohemicum Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; Mycobacterium. 
305824 Bacteria_16S 
congolense strain SEBR 4224 16S ribosomal RNA, partial 


3675774 3675739 50 85 gi 


se 


congolense Bacteria; Firmicutes; Clostridia; Halanaerobia 


305824 Bacteria_16S 


hassiacum strain 


Bacteria; Actinob 


3720988 3720953 50 85 gi 
3849 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


Flavobacteria; 


219846502 
s 
Flavobacteriales; 
219846495 
3615060 36165 
nebacterineae; 
219846494 
Ko2 16S ribosomal RNA, partial sequence 


219846479 


219846477 
Actinomycetales; 


219846476 
3643713 36451 


219846462 


219846453 


219846420 


Flavobacteriales; Fl 


NR_026094.1 


equence 3606022 360747 


NR_026087.1 
15 Mycobacterium 


ref|NR_026086.1 


36165 


ref 
ial sequence 
teridae; 


NR_026071.1 
363910 
Actinomycetales 


ref|NR_026069.1 


equence 3642181 364366 


ref|NR_026068.1 
93 Kitasatospora 
omycineae; Streptomyceta 
ref|NR_026054.1 
uence 3663577 366509 
inomycetales; Corynebact 


ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref|NR_026011.1 


quence 
les; Hal 


Flavobacteriaceae; 


avobacteriaceae; 


Capnocytophaga 
4 Capnocytophaga 
Capnocytophaga. 
Mycobacterium gadium 
gadium Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


66 3618027 Mycobacterium komossense 
Mycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 


Mycobacteriaceae; 


Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Mycobacterium 
2 Mycobacterium 
erineae; 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 

Mycobacterium 


37209 


es; Corynebacterineae; 


Mycobacterium. 
305824 Bacteria_16S 


3777632 3777593 45 


84 


strain SL1 16S ribosomal RNA, partial sequence 


Thermotogae; 
305824 Bacteria_16S 


Thermotogales; 


Thermotogaceae; 
3788116 3788081 50 


AS145 16S ribosomal RNA, partial sequence 


305824 Bacteria_16S 


3829224 3829189 50 


85 


85 


ATCC 35205 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


Clostridiales; 


gi 


gi 


gi 


219846378 
3777587 37790 
Thermotoga. 
219846371 
3788062 3789489 Ehrlichia 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrl 
219846342 


ref 


ref 


ichia. 


NR_025969.1 


NR_025962.1 
muris Bacte 


ref 


52 3722442 Mycobacterium hassiacum 


Mycobacteriaceae; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Ehrlichia muris strain 
ria; Proteobacteria; 


NR_025932.1 


Heliobacterium chlorum 


3829173 3830684 Heliobacterium chlorum Bacteria; 
Heliobacterium. 


Heliobacteriaceae; 


305824 Bacteria_ 


strain 62 16S rib 
G 


Proteobacteria; 
305824 Bacteria_ 


aggregatus strain 
Bacteria; Actinob 


Blastococcus. 

305824 Bacteria_ 
lacurosei strain 
Bacteria; 
305824 Bacteria_ 


cellulosolvens st 
cellulosolvens AT 


Ruminococcaceae. 
305824 Bacteria_ 
strain RT4. 
Firmicutes; 
305824 Bacteria_ 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


305824 Bacteria_ 
brockii subsp. 
Thermoana 


Thermoanaerobacte 


305824 Bacteria_ 


amylolyticus stra 
amylolyticus Bact 


305824 Bacteria_ 


strain ATCC 19812 
Actinobacteria; Actinobacteridae; Actinomycetales; 


305824 Bacteria_ 


strain ATCC 25495 
Bacteria; Actinob 


Streptomyces. 
305824 Bacteria_ 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


305824 Bacteria_ 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


305824 Bacteria_ 


diastatochromogen 
diastatochromogen 
Streptomycetaceae; 


305824 Bacteria_ 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 
305824 Bacteria_16S 


strain RL-34 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 
strain Karp 16S r 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
305824 Bacteria_16S 
capsulatum strain 
capsulatum Bacter 


Novosphingobium. 


305824 Bacteria_16S 
rhizogenes strain 
rhizogenes Bacter 


Rhizobium/Agrobac 


305824 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


305824 Bacteria_16S 


Firmicu 


Bl 16 
Clost 


fi 


16S 3836616 3836585 46 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
16S 3839685 3839650 50 85 gi 
B15 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


77 gi 


16S 3841181 3841146 50 85 gi 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
16S 3850260 3850221 46 85 gi 
rain ATCC 35603 16S ribosomal RNA, par 
cc 35603 Bacteria; Firmicutes; Clostri 
16S 3879255 3879216 46 
S ribosomal RNA, 
ridia; 
16S 


85 gi 
Clostridiales; Clostridiaceae; 
3880824 3880785 46 85 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
r.. 
16S 3882396 3882357 46 85 gi 
nnii strain AKo-1 16S ribosomal RNA, p 
erobacter brockii subsp. 
rales; Thermoanaerobacteraceae; Thermo 
16S 3903896 3903857 46 85 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
16S 3918854 3918819 50 85 gi 
16S ribosomal RNA, complete sequence 
Stre 
3920434 3920399 50 85 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


16S 


16S 3922015 3921980 50 85 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 3923596 3923561 50 85 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

16S 3925177 3925142 50 85 gi 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobac 
; Streptomyces. 

16S 3926758 3926723 50 85 gi 
in RL-110 16S ribosomal RNA, complete 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
3928338 3928303 50 
ribosomal RNA, 


e; 


’ 
, 


85 
complete sequence 


gi 


Stre 
3934285 3934250 50 85 gi 


ibosomal RNA, partial sequence 


3965385 3965350 50 85 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 
3974227 3974192 50 85 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3987238 3987211 49 


s 
a; 


76 gi 


avobacteria; Flavoba 


gi 


Flavobacteriales; 
3990199 3990164 49 84 


219846337 
3836584 38380 
H 
219846335 
ce 
al 


219846334 
nc 
na 
219846328 
ti 
di 


219846309 
complete sequence 3879197 38807 
Ca 
219846308 
qu 
na 


219846307 
ar 
finnii Bacteria; 
an 
219846292 
ts 
pial 
219846281 


pt 
219846280 


al 


219846279 
te 
Actinomyc 


219846278 
le 


219846277 
complete 
te 


219846276 
quence 
Actinomy 


se 


219846275 
3928271 39298 
omycinea 
219846270 
3934247 39357 
ttsiacea 
219846248 
equence 


pt 


ke 


s 


219846242 
equence 


219846233 
6S ribosomal RNA, partial sequence 3987206 39886 


cteriaceae 


ref 
alomonadacea 
ref 
38396 
es; Frankine 
ref 
e 38411 
erobiaceae; 
ref 
nce 


ridi 


al seque 
a; Clost 
ref 
loramator. 
ref 
ence 
erobacterale 
ref 
tial sequenc 
Firmicutes; 
aerobacter. 
ref 
nce 
Paen 
ref 


al seque 
laceae; 


39187 
omycineae; S 
ref 
39203 
es; Stre 
ref 
e 39 
etal 


sequenc 


ref 
te sequence 
Actinomycet 


ref 
seq 
ridae; Actin 


ref 
39 
ceta 


ref 
00 St 
e; S 
ref 


e; R 
ref 

39 
Sphingomona 
ref 

39 
Rhizobiales 


ref 


i Aq 


219846231 


ref 


32 3841072 Blast 


23 3842666 Halan 
Halanaerobi 


3880766 38822 


e 


ibacillus. 


87 3920316 Strep 
treptomycet 


67 3921897 Strep 
ptomycineae; 


es; 


ales; 


uence 39251 


omycetales; 


les; 


treptomycet 


dales; 


v 


NR_025927.1 


e; Halomonas 
NR_025925.1 
° 
ae; Geoderma 
NR_025924.1 
a 
u 
NR_025918.1 

385021 
ales; Rumino 


NR_025899.1 


NR_025898.1 
8 
s; Thermoana 
NR_025897.1 

388233 
Clostridia; 


NR_025882.1 
390383 


NR_025871.1 
fe 
a 
NR_025870.1 
it 
Str 
NR_025869.1 
21948 392347 
Strepto 


NR_025868.1 
392352 
Strept 


NR_025867.1 
1 


NR_025866.1 
26691 392822 
Strepto 


NR_025865.1 
reptomyces 
a 
NR_025860.1 


v 


NR_025838.1 
65346 396678 
Sphin 


NR_025832.1 
74188 397555 


Rhizobiace 


NR_025823.1 


NR_025821.1 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Blastococcus 


coccus aggregatus 
tophilaceae; 


Halanaerobium 


erobium lacurosei 
m. 


Bacteroides 


8 3851681 Bacteroides 
coccaceae; 


Caloramator fervidus 
15 Caloramator fervidus Bacteria; 


Thermoanaerobacter 


7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 


8 3883860 


Paenibacillus 


4 3905341 Paenibacillus 


Streptomyces tendae 


omyces tendae Bacteria; 
ceae; 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces. 


Streptomyces 


8 Streptomyces 
mycineae; 


Streptomyces 


9 3925059 Streptomyces 
omycineae; 


Streptomyces 


0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 


0 Streptomyces 
mycineae; 


Streptomyces scabiei 
scabiei Bacteria; 
ceae; 
Orientia tsutsugamushi 
05 Orientia tsutsugamushi Bacteria; 
ickettsieae 


Streptomyces. 


Orientia. 
Novosphingobium 


8 Novosphingobium 
gomonadaceae; 


Agrobacterium 


6 Agrobacterium 
ae; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 
uimarina. 
Pibocella ponti strain 


KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 


Flavobacteria; Fl 


avobacteriales; Flavobacteriaceae; 


Pibocella. 


unclassified 


305824 Bacteria_16S 3994683 3994648 50 85 
strain SW-161 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 
seohaensis strain 
seohaensis Bacter 
Erythrobacter. 
305824 Bacteria_16S 
donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 
305824 Bacteria_16S 4011157 4011122 50 85 
strain CM2104 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 4035545 4035510 50 85 
aquimaris strain 
Bacteria; Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 4038494 4038459 50 85 
cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; Mycobacterium. 

305824 Bacteria_16S 4062525 4062490 50 85 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, 
nebraskense Bacte 
Mycobacteriaceae; Mycobacterium. 

305824 Bacteria_16S 4073144 4073109 50 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; Mycobacterium. 

305824 Bacteria_16S 4077713 4077678 50 
phenolicus strain LR7.2 16S ribosomal RNA, 
phenolicus Bacteria; Firmicutes; Clostridia; 
305824 Bacteria_16S 4086972 4086937 49 
strain KMM 3951 1 


3996174 3996139 50 85 


3997668 3997633 50 85 


85 


85 


84 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
305824 Bacteria_16S 4088467 4088432 49 84 gi|219846160|ref|NR_025750.1 
strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 40898 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
305824 Bacteria_16S 4089958 4089923 49 84 gi|219846159|ref|NR_025749.1 
strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 40913 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
305824 Bacteria_16S 4091448 4091413 49 84 gi| 219846158 |ref|NR_025748.1 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 409284 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
305824 Bacteria_16S 4092936 4092901 49 84 gi| 219846157 |ref|NR_025747.1 
strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 40943 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
305824 Bacteria_16S 4101828 4101789 46 85 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

305824 Bacteria_16S 4103270 4103239 46 77 gi|219846150|ref|NR_025740.1 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

305824 Bacteria_16S 4113972 4113937 49 84 gi|219846141|ref|NR_025731.1 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 41153 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 
305824 Bacteria_16S 4124625 4124590 50 85 gi|219846133|ref|NR_025723.1 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
305824 Bacteria_16S 4126121 4126086 50 85 gi|219846132|ref|NR_025722.1 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 41275 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
305824 Bacteria_16S 4150885 4150846 45 84 gi|219846113|ref|NR_025703.1 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 41521 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
305824 Bacteria_16S 4204136 4204101 50 85 gi|219846072|ref|NR_025662.1 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 420556 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

305824 Bacteria_16S 4225470 4225435 49 84 gi|219846051|ref|NR_025641.1 


strain Y12-2 16S ribosomal RNA, partial sequence 


Sphingomonadales; 
SW-135 16S ribosomal RNA, partial sequence 


ia; Proteobacteria; Alphaproteobacteri 


n SW-132 16S ribosomal RNA, partial sequ 
ria; Proteobacteria; Alphaproteobacter 


SW-110 16S ribosomal RNA, partial sequence 40 
Sphingomon 


LTA-388 16S ribosomal RNA, partial sequ 
ia; Actinobacteria; Actinobacteridae; 


ria; Actinobacteria; Actinobacteridae; 


strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


complete sequence 
Clostridia 


6S ribosomal RNA, partial sequence 4086933 40 


gi| 219846228 
3994645 39960 
Erythrobac 
gi|219846227 
a; 


219846226 
ence 


ia; 


gi 


gi|219846215 
4011119 40125 
Micrococcineae; 
gi| 219846199 
355 
adales; 
219846197 
ence 


gi 
Ac 


219846177 
et 
Actinomyc 


gi 
compl 


219846170 
1 sequence 
idae; Acti 


gi 


gi| 219846167 
les; Pepto 
219846161 
883 


gi 


ref 
85 Erythrobacter 
teraceae; 
ref 
3996136 39975 
Sphingomonadales; 


ref = 
3997630 39990 
Sphingomon Ery 
ref 
97 Janibacter melonis Bacteria; 
Intrasporangi 
ref 
07 4036950 Eryth 
Erythrobacterac 
ref 
4038441 40399 
tinomycetale Coryneba 
ref 
e sequence 4062487 40639 
etal Coryneb 
ref 
nomycetales; 
ref 


cocc 
ref 


NR_025818. 


NR_025817. 


NR_025816. 


adales; 


NR_025805. 


NR_025789. 


NR_025787. 
S$} 
NR_025767. 


es; 


4073095 40745 


4077655 40791 
aceae; 


Eryth 


Eryt 


NR_025760.1 
Co 
NR_025757.1 


Cryp 
NR_025751.1 
80 Maribacter ulvicola Bacteria; 


6 


8 


r 
7 
h 


6 
t 


aceae; 


4 
c 


9 
acterineae; 


t 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Janibacter melonis 


Janibacter. 
Erythrobacter 


robacter aquimaris 
e 


ae; Erythrobacter. 
Mycobacterium 

7 Mycobacterium 

terineae; 


Mycobacterium 


2 Mycobacterium 


Mycobacterium 
2 Mycobacterium 


rynebacterineae; 


Cryptanaerobacter 

3 Cryptanaerobacter 
anaerobacter. 
Maribacter ulvicola 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Kocuria marina strain 
ia; Actinobacteria; 


Streptomyces africanus 


64 Streptomyces africanus Bacteria; 


ceae; Streptomyces. 
Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Streptomyces 
5 Streptomyces 


Streptomycineae; 


Aequorivita crocea 


4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 


305824 Bacteria_ 
strain Y10-2 16S 
Bacteroidetes; 
305824 Bacteria_ 


strain SW49 16S r 
Fl 


Bacteroidetes; 
305824 Bacteria_ 


strain M175 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


305824 Bacteria_ 


strain C3H-21 16S 


nebacterin 

16S 4243513 4243478 50 85 gi| 219722939 

ribosomal RNA, partial sequence 4243475 42448 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
16S 13523 13489 50 84 gi| 265679054 


305824 Bacteria_ 
subsp. 
subsp. 
Francisella. 

305824 Bacteria_ 


guttiformis strai 
guttiformis Bacte 


Sulfitobacter. 
305824 Bacteria_ 


strain Ekho Lake- 
Proteobacteria; Alphaprote 


305824 Bacteria_ 


strain N. Pfennig 
Proteob 


Bacteria; 
305824 Bacteria_ 


strain N. Pfennig 
G 


Proteobacteria; 
305824 Bacteria_ 


asaccharolytica s 
asaccharolytica B 


Sphingomonas. 
305824 Bacteria_ 


joergensenii stra 
joergensenii Bact 


Desulfospira. 
305824 Bacteria_ 
strain KB740 16S 
Proteobacteria; 
305824 Bacteria_ 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 
305824 Bacteria_16S 
thermophilus stra 
thermophilus Bact 


Methylococcus. 


305824 Bacteria_16S 
strain BG8 16S ri 
G 
305824 Bacteria_16S 
aurantiaca strain 
Proteob 
305824 Bacteria_16S 
whittenburyi stra 

Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Proteobacteria; 


Bacteria; 


Methylococcaceae; 


305824 Bacteria_16S 
strain A30 16S ri 
G 
305824 Bacteria_16S 
argentinense stra 
argentinense Bact 
305824 Bacteria_16S 


Proteobacteria; 


strain IP 2227 16 
Firmicutes; 


FL 


tularensis 
tularensis 


B 


Clost 
305824 Bacteria_16S 


16S 4226942 4226907 49 84 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
16S 4228414 4228379 49 84 
ibosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
16S 4232987 4232952 50 85 
ibosomal RNA, partial sequence 


gi 
Flavoba 
gi 


Flavoba 
gi 


strain B-38 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Gammaproteo 


16S 36415 
n Ekho La 
ria; Prot 


36385 47 77 gi 
ke-38 16S ribosomal RNA, part 
eobacteria; Alphaproteobacter 


16S 37818 
162 16S r 


37788 47 77 gi 
ibosomal RNA, partial sequenc 
obacteria; Rhodobacterales; R 
16S 56117 56083 50 84 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
16S 57618 57584 50 84 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
16S 66732 66698 50 84 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


16S 77128 #77094 50 84 gi 
in B331 16S ribosomal RNA, partial seq 


eria; Proteobacteria; Deltaproteobacte 


16S 156346 156312 50 84 
ribosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 


Methylobacter. 

195951 195917 50 84 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
206862 206824 47 85 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
211523 211485 47 85 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


gi 


4226906 42283 
eriaceae; 


4228378 42297 


4232932 42344 


156293 15781 


189853 19130 


195893 19735 
ethylococc 


al sequenc 
iales; 


211461 21296 
Clostridiu 


219846050 


ct 
219846049 


ct 
219846046 


1 sequence 
bacteria; 


265679039 
ial sequen 
ia; Rhodob 


265679038 
e 37787 
hodobacter 
265679026 
nce 56079 
ales; Chro 
265679025 
nce 57580 
matiaceae; 
265679019 
sequence 
cteria; Sp 


265679012 
uence 
ria; Desul 


265678958 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
16S 157907 157873 50 84 gi| 265678957 
n DSM 20754 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
; Microbacterium. 

179116 179082 50 84 gi| 265678943 
in IMV-B-3037 16S ribosomal RNA, partial sequenc 
eria; Proteobacteria; Gammaproteobacteria; Methy 

189910 189876 50 84 gi| 265678936 


265678932 


265678924 


Clo 
265678921 


248326 248292 50 84 gi 


eriaceae; 


e 206801 208304 


mM. 


ref|NR_025640.1| Aequorivita lipolytica 
27 Aequorivita lipolytica Bacteria; 

; Aequorivita. 

ref|NR_025639.1| Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 
; Aequorivita. 
ref |NR_025636.1 
22 Mycobacterium 


Mycobacterium shottsii 
shottsii Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_024571.1| Brachybacterium muris 
83 Brachybacterium muris Bacteria; 


; Dermabacteraceae; Brachybacterium. 
ref|NR_029362.1| Francisella tularensis 
13461 14981 Francisella tularensis 
Thiotrichales; Francisellaceae; 
ref |NR_029347.1| Sulfitobacter 
ce 36384 37736 Sulfitobacter 
acterales; Rhodobacteraceae; 
ref|NR_029346.1| Sulfitobacter brevis 
39128 Sulfitobacter brevis Bacteria; 
aceae; Sulfitobacter. 
ref |NR_029334.1| Thiocystis gelatinosa 
57529 Thiocystis gelatinosa 
matiaceae; Thiocystis. 
ref |NR_029333.1| Thiocystis violacea 
59029 Thiocystis violacea Bacteria; 
Thiocystis. 
ref |NR_029327.1| Sphingomonas 
66694 68135 Sphingomonas 
hingomonadales; Sphingomonadaceae; 
ref |NR_029320.1| Desulfospira 
77090 78536 Desulfospira 
fobacterales; Desulfobacteraceae; 
ref|NR_029266.1| Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


; Azoarcus. 
ref|NR_029265.1| Microbacterium 
157869 159336 Microbacterium 
etales; Micrococcineae; 
ref|NR_029251.1] Methylococcus 
e 179074 180523 Methylococcus 
lococcales; Methylococcaceae; 
ref|NR_029244.1| Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


ammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
191420 191386 50 84 gi|265678935|ref|NR_029243.1| Methylomonas 
JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
192930 192896 50 84 gi| 265678934 |ref|NR_029242.1| Methylobacter 
in 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 


Methylococcales; 


ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 

ref |NR_029232.1| Clostridium 
Clostridium 
stridiaceae; Clostridium. 
ref|NR_029229.1| Clostridium baratii 

8 Clostridium baratii Bacteria; 


265678896 


ref|NR_029204.1| Microvirgula 


aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Microvirgula. 


305824 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


305824 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


305824 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


305824 Bacteria_16S 


strain YIM 70081 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


305824 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


305824 Bacteria_16S 


strain YIM 70085 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


305824 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


305824 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


305824 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


305824 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


305824 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


305824 Bacteria_16S 


strain Kll1 16S ri 
Proteobacteria; B 


305824 Bacteria_16S 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


305824 Bacteria_16S 


strain 3wWC2 16S r 
Firmicutes; Clost 


305824 Bacteria_16S 


hydrogeniphilus s 
hydrogeniphilus B 


305824 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


305824 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


305824 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


305824 Bacteria_16S 


sibirica strain A 
Bacteria; Proteob 


266240 266206 50 84 
bosomal RNA, partial sequence 


gi 
266 


etaproteobacteria; Burkholderiales; Co 
358715 358681 50 84 gi 
16S ribosomal RNA, partial sequence 358 


360261 360227 50 84 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


385972 385938 50 84 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
421381 421347 50 84 gi 
16S ribosomal RNA, partial sequence 421 


426091 426057 50 84 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 

429181 429147 50 84 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


443063 443029 50 84 gi 
HTCC2559 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
493645 493611 50 84 gi 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


498237 498203 50 84 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
499789 499755 50 84 gi 
6S ribosomal RNA, partial sequence 499 


etaproteobacteria; Burkholderiales; Co: 
562406 562372 50 84 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 


ammaproteobacteria; Chromatiales; Chro 
703023 702989 50 84 gi 
6S ribosomal RNA, partial sequence 702 
ammaproteobacteria; Chromatiales; Chro 
727424 727390 50 84 gi 
12 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


305824 Bacteria_16S 


6611 16S ribosoma 


731936 731902 50 84 gi 
1 RNA, partial sequence 


nadales; 


, 


v 


ales; 


265678882 
185 26767 


mamonadace 


265678815 
665 36015 


ococcineae 


265678814 
sequence 
Actinomyc 


265678797 

38592 
s 
265678773 
328 42283 


ococcineae 


265678770 


1 sequence 
e; Actinomycet 


265678768 
sequence 
Actinomy 


265678759 


equence 
obacterial 


265678722 


quence 


Actinomy 


265678719 


ence 49817 
riales; 


Co: 
265678718 
730 50125 


etaproteobacteria; Burkholderiales; Comamonadace 
533296 533258 46 84 gi| 265678696 
bosomal RNA, partial sequence 533233 53475 


mamonadace 


265678677 
sequence 


ia; Acidit 


589402 589364 47 85 gi| 265678659 
ibosomal RNA, partial sequence 589361 59079 
ridia; Clostridiales; Clostridiaceae; Clostridiu 

619801 619767 49 83 gi| 265678638 


1 sequence 
bacteria; 


651733 651695 47 85 gi| 265678615 
ibosomal RNA, partial sequence 651676 65311 
ridia; Clostridiales; Clostridiaceae; Clostridiu 

698639 698605 50 84 gi| 265678583 
ibosomal RNA, partial sequence 698584 69993 


matiaceae; 


265678580 
960 70436 


matiaceae; 


265678563 

72737 
Ecto 

265678560 


Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 


ref|NR_029188.1 


ae; Comamonas. 
ref|NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029119.1 

360205 361665 
etales; Micrococ 


ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_029078.1 
; Yaniellaceae; 
ref|NR_029075.1 

426041 427535 
ales; Microc 


ref |NR_029073.1 
429128 430610 
cetales; Microco 


ref |NR_029064.1 
443005 444493 
es; Flavobacteri 
ref |NR_029027.1 
493586 495067 
cetales; Microco 


ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy 
ref|NR_029023.1 


ae; 
ref 


Hydrogenopha 
NR_029001.1 


ae; Ottowia. 
ref |NR_028982.1 
562358 563851 
hiobacillales; A 
ref |NR_028964.1 
m. 
ref |NR_028943.1 
19766 621178 
Nautiliales; Nau 
ref |NR_028920.1 


a 


m. 
ref 


NR_028888.1 


Thi 
ref 


ocystis. 
NR_028885.1 


Lamprocystis. 

ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


etaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 
282864 282830 50 84 gi|265678871|ref|NR_029177.1| Desulfobacter 
in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
307254 307220 50 84 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 


Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


’ 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Croceibacter 
Croceibacter 

aceae; Croceibacter. 
Arthrobacter 
Arthrobacter 

ccineae; Micrococcaceae; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Lamprocystis purpurea 


5 Lamprocystis purpurea Bacteria; 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 


ref|NR_028864.1 


Thiocapsa rosea strain 


731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 


305824 Bacteria_ 


halophila strain 4270 16S ribosomal RNA, partial sequen 


16S 733357 733323 50 84 


gi 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 


305824 Bacteria_ 


strain Al 16S ribosomal RNA, partial sequence 


16S 758354 758320 50 84 


gi 


758305 75981 


265678559 
ce 73331 
ales; Chro 
265678540 


ref|NR_028863.1 
9 734742 Thioh 
matiaceae; Thio 
ref |NR_028844.1 


a 
h 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

305824 Bacteria_16S 764436 764402 51 85 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

305824 Bacteria_16S 776784 776750 50 84 gi|265678528|ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

305824 Bacteria_16S 778330 778296 50 84 gi|265678526|ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
305824 Bacteria_16S 782964 782930 50 84 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

305824 Bacteria_16S 784477 784447 46 76 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

305824 Bacteria_16S 787504 787470 50 84 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 
strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

305824 Bacteria_16S 854463 854429 51 85 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

305824 Bacteria_16S 863752 863718 49 83 gi|265678469|ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
305824 Bacteria_16S 865253 865219 50 84 gi| 265678468 |ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

305824 Bacteria_16S 878659 878625 50 84 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 
305824 Bacteria_16S 
denitrificans str 


denitrificans Bac 
Thioalkalivibrio. 


305824 Bacteria_16S 
siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 
305824 Bacteria_16S 
xylanovorans stra 


xylanovorans Bact 


305824 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


305824 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


305824 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


305824 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


305824 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


305824 Bacteria_16S 


Prochlorococcus. 

901604 901570 50 84 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


e; 


904616 904578 47 85 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
r. 

909263 909229 50 84 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
921738 921704 50 84 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
923308 923274 50 84 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
941778 941744 50 84 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
944906 944872 50 84 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
946466 946432 50 84 gi 


rain 2Kl1 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Betaproteobact 
1053618 1053584 50 84 gi 


921679 92319 


265678443 
quence 
eria; Chro 
265678441 
ence 90455 
aerobacter 


265678438 
quence 

iales; Clo 
265678430 


Desulfoba 
265678429 
nce 92324 
acterales; 
265678417 

94171 
mamonadace 
265678415 
nce 94484 
riales; Co 
265678414 
quence 
eria; Burk 


265678341 


ref|NR_028745.1 
901557 903021 
matiales; Ectoth 


ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 
ref|NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref |NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy 
ref|NR_028716.1 

946409 947922 
holderiales; Co 


ref |NR_028643.1 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Sulfurimonas. 


1053566 105500 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Clostridium 
Clostridium 

stridium. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Desulfofrigus 

ofrigus oceanense 

eae; Desulfofrigus. 
Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 


mamonadaceae; 


Sulfurimonas 
2 Sulfurimonas 


305824 Bacteria_16S 1112347 1112313 50 
halophilum strain 76 16S 
Bacteria; Actinobacteria; 
Microbacterium. 
305824 Bacteria_16S 1118364 1118334 50 
ATCC 35469 16S ribosomal 
Bacteria; Proteobacteria; 


305824 Bacteria_16S 1119917 1119879 47 


dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; My 


2CP-1 Bacteria; Proteobacteria; 
Anaeromyxobacter. 


305824 Bacteria_16S 1124549 1124515 50 


strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 11259 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 


305824 Bacteria_16S 1138068 1138034 50 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 


Actinobacteridae; 
305824 Bacteria_16S 1174443 1174409 50 
DSM 16069 16S ribosomal 
Bacteria; Proteobacteria; 
305824 Bacteria_16S 
C91 16S ribosomal 


1178959 1178925 50 
RNA, partial sequence 


305824 Bacteria_16S 
strain AM1114 16S 
Firmicutes; Clostridia; 
305824 Bacteria_16S 

strain R-4079 16S 


1222720 1222682 46 


Clostridiales; 
1227275 1227245 46 


305824 Bacteria_16S 1233378 1233344 50 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequen 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 
305824 Bacteria_16S 1266488 1266454 50 


strain UR/MT95 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 


305824 Bacteria_16S 1276888 1276862 46 


ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Altero 


ganghwensis Bacteria; 
305824 Bacteria_16S 


Proteobacteria; 
1343901 1343867 51 


obscurus DSM 43160 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Geodermatophilus. 
305824 Bacteria_16S 
strain L1-82 16S 
Bacteria; Firmicutes; 
305824 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 

305824 Bacteria_16S 1423789 1423755 50 


1383153 1383119 50 


Clostridia; 
1420707 1420673 50 


84 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


80 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


85 


84 


84 


84 


RNA, partial sequence 
Gammaproteobacteria; Kangiella. 


84 


1178919 1180416 Nitrosomonas eutropha 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; 


84 


ribosomal RNA, partial sequence 
Clostridiaceae; 


76 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


84 


84 


72 


85 


84 


ribosomal RNA, partial sequence 
Clostridiales; 


84 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


84 


strain B4P 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 


305824 Bacteria_16S 1437734 1437700 50 


84 


strain S2 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 


305824 Bacteria_16S 1452942 1452908 50 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 


305824 Bacteria_16S 1464972 1464938 50 


84 


strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


84 


strain U120 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 


305824 Bacteria_16S 
strain DhA-35 16S 


1467980 1467946 50 


305824 Bacteria_16S 1499823 1499789 50 


afermentans subsp. 


Actinomycetales; 
305824 Bacteria_16S 


1516195 1516161 50 


84 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


84 


265678300 
11123 


gi 


gi| 228716249 
1118333 11198 


228716127 
11198 


gi 


gi|224581403 


Cryomorphaceae; Cryomorpha. 


gi| 253680764 


gi|228718578 
1174405 11758 


gi|228717704 


gi|219878346 
1222664 12241 
Caminicell 
gi|219878281 
1227244 12287 


gi|219878266 


Actino: 


gi| 219846423 
1266430 12679 


gi| 219846127 


228721038 
13438 


gi 


gi|228716944 
1383100 13845 
Lachnospiraceae; 
gi|224581444 


Act 


gi| 224581442 
1423741 14252 
Rhodocyclaceae 
gi| 224581429 
1437684 14391 
Rhodocyclaceae 
gi| 224581418 


Act 


gi|224581409 
1464924 14664 
Rhodocyclaceae 
gi|224581407 
1467942 14694 
Rhodocyclaceae 
gi|219846622 


afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 
Corynebacterium afermentans subsp. 


xococcales; 


ref|NR_028601.1| Microbacterium 
07 1113789 Microbacterium halophilum 


Micrococcineae; Microbacteriaceae; 


ref|NR_027549.1| Escherichia fergusonii 
05 Escherichia fergusonii ATCC 35469 
Enterobacteriaceae; Escherichia. 
ref|NR_027547.1| Anaeromyxobacter 

56 1121404 Anaeromyxobacter dehalogenans 
Cystobacterineae; Myxococcaceae; 


ref|NR_027184.1| Cryomorpha ignava 
35 Cryomorpha ignava Bacteria; 


ref 
onia 


NR_028012.1| Leifsonia rubra strain 
rubra Bacteria; Actinobacteria; 
eae; Leifsonia. 
ref|NR_027574.1| Kangiella koreensis 
98 Kangiella koreensis DSM 16069 
ref|NR_027566.1| Nitrosomonas eutropha 
C91 Bacteria; 
Nitrosomonas. 

ref|NR_025485.1| Caminicella sporogenes 
19 Caminicella sporogenes Bacteria; 

a. 
ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
Cellvibrio. 

ref|NR_025405.1| Microbacterium 

ce 1233340 1234817 Microbacterium 
mycetales; Micrococcineae; 


ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 
ceae; Massilia. 
ref|NR_025717.1| Thalassomonas 

1276861 1278268 Thalassomonas 
monadales; Colwelliaceae; Thalassomonas. 
ref|NR_027601.1| Geodermatophilus 
50 1345331 Geodermatophilus obscurus DSM 
; Frankineae; Geodermatophilaceae; 


ref|NR_027557.1| Roseburia intestinalis 
81 Roseburia intestinalis L1-82 
Roseburia. 
ref|NR_027226.1] Arthrobacter 
1420664 1422164 Arthrobacter 
inomycetales; Micrococcineae; 


ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 
; Thauera. 


ref|NR_027211.1| Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 
; Thauera. 
ref|NR_027199.1| Arthrobacter 


1452894 1454381 Arthrobacter 
inomycetales; Micrococcineae; 


ref|NR_027190.1| Azoarcus buckelii 
33 Azoarcus buckelii Bacteria; 

; Azoarcus. 
ref|NR_027188.1| Zoogloea resiniphila 
14 Zoogloea resiniphila Bacteria; 

; Zoogloea. 
ref|NR_026214.1| Corynebacterium 
1499786 1501111 


afermentans Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacterineae; Corynebacteriaceae; 


84 


Corynebacterium. 


gi| 219873435 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 


ref|NR_025194.1| Desulfotignum 
1516159 1517596 Desulfotignum 


phosphitoxidans Bacteria; Proteobacteria; 


Desulfotignum. 
305824 Bacteria_16S 
strain DSM 12798 


305824 Bacteria_16S 


arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
305824 Bacteria_16S 
strain R-13291 16 
Proteobacteria; 
305824 Bacteria_16S 


strain R-10289 16S ribosomal RNA, partial sequence 


Proteobacteria; 
305824 Bacteria_16S 
strain R5292 16S 


305824 Bacteria_16S 


lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; 


305824 Bacteria_16S 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 
305824 Bacteria_16S 


atypicum strain R2070 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
305824 Bacteria_16S 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


thomasii Bacteria; 
Anaerobiospirillum. 
305824 Bacteria_16S 


1604362 1604328 50 


1605903 1605869 50 


1652766 1652732 50 


1654313 1654279 50 


1681771 1681730 44 


1683334 1683296 47 


1697115 1697081 50 


1709349 1709315 51 


1741335 1741301 50 


1780716 1780682 50 


84 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


84 


84 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


84 


85 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


85 


84 


85 


84 


84 


strain 4-0 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


305824 Bacteria_16S 


1792654 1792624 46 


76 


LMG 19999 16S ribosomal RNA, partial sequence 


Proteobacteria; 
305824 Bacteria_16S 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
305824 Bacteria_16S 


1798762 1798728 50 


1814137 1814103 50 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


84 


84 


LMG 19981 16S ribosomal RNA, partial sequence 


Proteobacteria; 
305824 Bacteria_16S 


1835425 1835387 46 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


84 


denitrificans strain Chol-1S 16S ribosomal RNA, 


denitrificans Bacteria; 


Sterolibacterium. 
305824 Bacteria_16S 


haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


haemolytica Bacteria; 
Thermomonas. 
305824 Bacteria_16S 
nasiphocae strain 


Arthrobacter. 
305824 Bacteria_16S 
strain DSM 11713 
Firmicutes; Bacil 
305824 Bacteria_16S 
strain L1/68 16S 
Proteobacteria; 
305824 Bacteria_16S 
foliorum strain P 
foliorum Bacteria 
Microbacterium. 
305824 Bacteria_16S 


lales; 


Proteobacteria; 
1849337 1849303 50 
Proteobacteria; 


1873583 1873549 50 


1890552 1890514 47 
Bacillaceae; 


1926748 1926714 50 


1948109 1948075 50 


1952676 1952642 50 


Betaproteobacteria; 


84 


84 


M597/99/10 16S ribosomal RNA, partial 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


85 


16S ribosomal RNA, partial sequence 1890504 18919 
Bacillus. 


84 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


84 


333/02 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomyceta 


84 


Deltaproteobacteria; 


gi|219878474 


gi|219878472 


gi|219878439 
1652728 16542 


gi|219878438 
1654275 16557 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi|219878420 
1681727 16832 


gi|219878419 


gi|219878409 


219878401 
17093 


gi 


gi|219878379 


gi|219878349 
1780670 17821 


gi| 219878340 
1792623 17941 
Vv 
gi| 219878336 
Actinomyc 


gi|219878326 
1814099 18155 


gi|219878311 
complete sequence 
Rhodo 
gi|219878302 


219878285 
sequence 


gi 


gi|219878270 


gi|219878243 
1926697 19282 


gi|219878229 


gi|219878226 


Actinomycetales; 


Corynebacterineae; 


Aeromonadales; 


Xanthomonadales; 


Actinomycetales; 


Desulfobacterales; 


ref |NR_025613.1 
05 Arthrobacter 


ref |NR_025611.1 
1605856 16073 


ref|NR_025578.1 


ref|NR_025577.1 


ref|NR_025559.1 


ref|NR_025540.1 


ref|NR_025518.1 
1741287 174278 


ref |NR_025488.1 


ref|NR_025479.1 
ibrio. 
ref|NR_025475.1 

1798724 180016 
etales; Micrococ 


ref|NR_025465.1 
aceae; Fulvimona 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodoc 


ref|NR_025441.1 
1849299 185079 
Xanth 


ref|NR_025424.1 
1873541 187493 
Micrococc 


ref |NR_025409.1 


ref |NR_025382.1 
aceae; Ignatzsch 
ref|NR_025368.1 

1948071 194955 
les; Micrococcin 


ref |NR_025365.1 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


1 
Micrococcineae; Micrococcaceae; 


Desulfobacteraceae; 


Arthrobacter mysorens 


mysorens Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Arthrobacter 
4 Arthrobacter 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 
Thermomonas. 


Thermomonas fusca 


71 Thermomonas fusca Bacteria; 
Thermomonas. 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 
Actinomycetaceae; Actinomyces. 


ref |NR_025558.1| Clostridium 
1683285 1684702 Clostridium 

Clostridiaceae; Clostridium. 

ref|NR_025548.1| Microbacterium 


56 1698545 Microbacterium paraoxydans 
Micrococcineae; Microbacteriaceae; 


Corynebacterium 


12 1710793 Corynebacterium atypicum 
Corynebacteriaceae; 


Anaerobiospirillum 
0 Anaerobiospirillum 


Succinivibrionaceae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
; Micrococcaceae; 


Citricoccus. 
Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


s. 
Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Arthrobacter 
6 Arthrobacter 


ineae; Micrococcaceae; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 

Microbacterium 

0 Microbacterium 

eae; Microbacteriaceae; 


1952641 195404 


Corynebacterium 
7 Corynebacterium 


305824 Bacteria_16S 


strain CF-25 16S 


1957115 1957081 50 84 
ribosomal RNA, partial sequence 


gi 


219878223 


1957067 19585 


ref |NR_025362.1 
65 Arthrobacter 


Arthrobacter luteolus 
luteolus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


305824 Bacteria_16S 
strain CF-43 16S 


305824 Bacteria_16S 
phenolica strain 
Bacteria; 
305824 Bacteria_16S 


ferrugineus strain Cb fel8 16S ribosomal RNA, 


ferrugineus Bacteria; 
Cystobacteraceae; 
305824 Bacteria_16S 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 
Gammaproteobacter 


ferragutiae Bacteria; 
Buttiauxella. 
305824 Bacteria_16S 


broegbernensis strain B1616/1 16S ribosomal RNA, partia 
broegbernensis Bacteria; 


Pseudoxanthomonas. 
305824 Bacteria_16S 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; 


Stenotrophomonas. 
305824 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; 
305824 Bacteria_16S 


roseopersicina strain DSM 229 16S ribosomal RNA, partia 
roseopersicina Bacteria; 


305824 Bacteria_16S 
granulosum strain 


Propionibacteriaceae; 
305824 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partia 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
305824 Bacteria_16S 
strain YIM 90001 


305824 Bacteria_16S 


inexpectatum strain FRR-10 16S ribosomal RNA, partial s 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 
305824 Bacteria_16S 


hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; 


305824 Bacteria_16S 


californiensis strain APO 16S ribosomal RNA, partial sequence 
californiensis Bacteria; 


305824 Bacteria_16S 
acetigenes strain 
Bacteria; Firmicutes; 
Sporanaerobacter. 
305824 Bacteria_16S 
buryatense strain 
Bacteria; 
305824 Bacteria_16S 


1958664 1958630 50 


1975259 1975225 50 


1986249 1986211 47 


Proteobacteria; 


Cystobacter. 


2007837 2007799 46 
Proteobacteria; 
2040970 2040936 50 
Proteobacteria; 


2042528 2042494 50 


2044106 2044072 50 


2061081 2061047 50 


Proteobacteria; 
2077851 2077817 51 


Propionibacterium. 
2090028 2089994 50 


2149222 2149188 51 


2152224 2152194 47 


2229442 2229408 50 


Proteobacteria; 
2237071 2237033 46 


Firmicutes; 
2253808 2253770 47 


Clostridia; 


2276951 2276917 50 


2283039 2283005 50 


Proteobacteria; 


84 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


84 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


85 


84 


84 


84 


84 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


84 


Gammaproteobacteria; 


85 


DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 


84 


85 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


77 


84 


Betaproteobacteri 


84 


Clostridia; 


85 


Lup33 16S ribosomal RNA, partial sequence 22537 
Clostridiales; 


84 


5B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; 


84 


strain A45 16S ribosomal RNA, partial sequence 


Proteobacteria; 
305824 Bacteria_16S 
strain LRC 5382 1 
Firmicutes; 
305824 Bacteria_16S 
strain KF46F 16S 
Proteobacteria; 

305824 Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


Bacteria; 
305824 Bacteria_16S 


2289039 2289005 50 


2304021 2303987 50 


2317643 2317609 50 


2319233 2319199 50 


Gammaproteobacteria; Methylococcales; Methylococc 


84 


6S ribosomal RNA, partial sequence 2288984 22904 
Clostridia; Clostridiales; Lachnospiraceae; 


84 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


84 


84 


complete 
Deltaproteobacteria; 


Gammaproteobacteria; 


gi| 219878222 


1958616 19601 
Micrococcineae; 


219878211 
19752 


gi 


219878204 
sequence 


gi 


219878190 
sequence 
ia; 


gi 


219878167 
1 


gi 
219878166 


gi 


219878165 
20440 


gi 


219878149 
1 sequence 


gi 


219878137 
sequence 
Actinomyce 


gi 


219878129 
1 sequence 
Actino: 


gi 


gi|219857635 


219857633 
equence 
Rhodo 


gu 


gi|219857579 
a; Neiss 
gi|219857574 
Clostridiales; C 

gi| 219857563 


Clostridiales Family 


219857548 
22768 
M 
gi| 219857544 
2282981 22844 


gi 


gi| 219857539 


gi| 219857526 
2303983 23054 


gi| 219857517 


219857516 


Micrococcineae; 


Micrococcaceae; Arthrobacter. 


Myxococcales; 


Enterobacteriales; 


sequence 


Gammaproteobacteria; Xanthomonadales; 


Xanthomonadales; 


Chromatiales; 


Xanthomonadaceae; 


ref|NR_025361.1 


ref|NR_025350.1 
15 1976722 Desul 


ref |NR_025343.1 
1986193 19877 


ref |NR_025329.1 
2007792 20092 


ref|NR_025306.1 
2040918 20424 


ref|NR_025305.1 
2042490 20440 


ref |NR_025304.1 


ref |NR_025288.1 
2061023 206241 


ref|NR_025276.1 
2077807 207932 
tale 


ref|NR_025268.1 

2089993 209143 
mycetales; 
ref|NR_025224.1 
eae; 
ref|NR_025222.1 

2152193 215360 
bacterales; 


lostridiaceae; 
ref|NR_025151.1 
47 2255269 Sporan 
XI. Incerta 


ref|NR_025136.1 
93 2278392 Methy 
ethylococcaceae; 
ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025127.1 


ref|NR_025114.1 
ae; Xenophilus. 
ref|NR_025105.1 
82 2319121 Pseudo 


gi 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 


0 
Cystobacterineae; 


9 
Enterobacteriaceae; 


3 
Xanthomonadaceae; 


0 
Xanthomonadaceae; 


Neisseriaceae; 


Arthrobacter albus 


16 Arthrobacter albus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Desulfobacula 


fobacula phenolica 
Desulfobacteraceae; 


Desulfobacula. 
Cystobacter 
9 Cystobacter 


Buttiauxella 
5 Buttiauxella 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


Stenotrophomonas 
2 Stenotrophomonas 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
Luteimona 


Ss. 
Lamprocystis 
5 Lamprocystis 


Chromatiaceae; Lamprocystis. 


Propionibacterium 
0 Propionibacterium 


s; Propionibacterineae; 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Laribacter 

2 Laribacter 
Laribacter. 
Tindallia 

3 Tindallia 

indallia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Methylomicrobium 

omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 

marinus Bacteria; 

cter. 

Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 
Lachnobacterium. 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 


ref|NR_025104.1 
2319172 232071 


Stenotrophomonas 
3 Stenotrophomonas 


acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Stenotrophomonas. 
305824 Bacteria_ 


sulfonivorans str 
Proteob 


Bacteria; 
305824 Bacteria_ 


australiense stra 
australiense Bact 
Propionibacteriac 


305824 Bacteria_ 


aquimarina strain 
Firmicu 


Bacteria; 
305824 Bacteria_ 


strain AML-C10 16S ribosomal 
Gammaproteob 


Proteobacteria; 
305824 Bacteria_ 


peptidivorans strain TMC4 16S ribosomal RNA, partial se 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostri 


305824 Bacteria_ 


psychrophilus str 
psychrophilus Bac 


Methylobacter. 
305824 Bacteria_ 


psychrolactophilu 
psychrolactophilu 


16S 2349366 2349336 50 80 gi 


16S 2358518 2358484 50 84 gi 
eria; Actin 
eae; Propionibacterium. 
16S 2397910 2397872 47 
sw28 16S r 
tes; Bacillales; Planococcaceae; 
16S 2413313 2413279 50 84 


RNA, partial sequence 


85 gi 


gi 
24 


16S 2434514 2434476 47 85 gi 


16S 2439053 2439019 50 84 
ain Z-0021 16S ribosomal RNA, 
teria; Proteobacteria; 


gi 


16S 2454360 2454326 50 84 gi 


Micrococcaceae; Arthrobacter. 


305824 Bacteria_16S 
strain JSS-26 16S 
Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 
strain Z-2189 16S 
Clost 
305824 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 


Firmicutes; 


Bacteria; 


Bacteria; 
strain 3CB-1 16S 
Proteobacteria; 
Proteobacteria; 


olearium strain §S 
Bacteria; 


chlorophenolicus 
chlorophenolicus 


Proteob 
305824 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromati 


305824 Bacteria_16S 


B 
305824 Bacteria_16S 
strain MF63 16S r 
B 
305824 Bacteria_16S 


Firmicu 
305824 Bacteria_16S 


2458795 2458761 50 84 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2466439 2466405 50 84 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2469465 2469431 50 84 gi 


2470968 2470934 50 84 gi 


2497865 2497831 50 84 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2499406 2499372 50 84 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2503978 2503944 50 84 


gi 


gi 


gi 
tes; Clostridia; Clostridiales; 
2516153 2516119 50 84 gi 
strain A-6 16S ribosomal RNA, partial 


Micrococcaceae; Arthrobacter. 


305824 Bacteria_16S 


strain DSM 12272 
Firmicutes; 


strain CIP 105259 
Proteobacteria; 


strain CIP 104883 
Bacteria; Proteob 


strain DSM 43194 
lindaniclasticus 


lindaniclasticus 
Rhodanobacter. 


305824 Bacteria_16S 


Clost 
305824 Bacteria_16S 
palleronii strain 
palleronii Bacter 
305824 Bacteria_16S 


G 


2529794 2529756 47 85 gi 
ridia; Clostridiales; Clostridiaceae; 
2542773 2542739 50 84 gi 


2561221 2561191 46 76 gi 
16S ribosomal RNA, partial sequence 


2582611 2582581 46 76 gi 
16S ribosomal RNA, partial sequence 


2610430 2610396 51 85 gi 


2624305 2624271 50 84 gi 


Bacteria; Proteobacteria; 


2641085 2641051 50 84 gi 


ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


in LCDC-98A072 16S ribosomal RNA, part 


obacteria; Actinobacteridae 


ibosomal RNA, partial seque 
Sporo 


acteria; Methylococcales; M 


complete 
Gammaproteobact 


s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


2458757 24601 


2466381 24678 


2497830 24993 
Rhod 


2499368 25008 
Rhod 


Rl 16S ribosomal RNA, partial sequence 
Lachno 


Bacteria; Actinobacteria; Actinobacter 


16S ribosomal RNA, partial sequence 2529733 25312 


CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 


ammaproteobacteria; Pseudomonadales; P 
305824 Bacteria_16S 


acteria; Gammaproteobacteria; Pseudomo 
305824 Bacteria_16S 
16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
305824 Bacteria_16S 
strain RP5557 16S ribosomal RNA, parti 
Gammaproteob 


219857494 
ence 23493 
les; 
219857488 
ia 
Actinomy 


v 


219857461 
nce 23978 
sarcina. 
219857451 
13261 24147 
ethylococc 
219857431 
quence 
diales; Cl 
219857428 
sequence 
eria; Meth 


219857415 
sequence 
eridae; Ac 


219857410 


Sphingomon 
219857405 


Clostridiu 
219857403 
ce 24694 
ales; Ecto 
219857402 
24709 
ales; Ecto 
219857384 


ocyclaceae 
219857382 


ocyclaceae 
219857379 
25039 
spiraceae; 
219857366 
sequence 

idae; Acti 


219857357 


Clostridiu 
219857348 
sequence 
; Burkhold 
219857336 
25611 
seudomonad 

219857279 
25825 
nadales; P 
219857258 


donocardin 
219857248 
al sequenc 
acteria; X 


Hypho: 


1 sequen 


ref |NR_025082.1 
35 2350745 Hypho: 
microbiaceae; H 
ref|NR_025076.1 
ce 2358483 23599 
cetales; Propio 


ref|NR_025049.1 
69 2399376 Sporo 
ref|NR_025039.1 
aceae; Methylos 
ref|NR_025019.1 

2434473 24359 
ostridiaceae; C 
ref|NR_025016.1 

2438995 24405 
ylococcales; Me 


ref|NR_025003.1 
2454319 24557 
tinomycetales; 


ref|NR_024998.1 
97 Sphingomonas 
adaceae; Sphing 
ref |NR_024993.1 


m. 
ref|NR_024991.1 
12 2470870 Thioa 
thiorhodospirac 
ref|NR_024990.1 
21 2472353 Thioa 
thiorhodospirac 
ref |NR_024972.1 


Th 
ref 


auera. 
NR_024970.1 
; Azoarcus. 
ref |NR_024967.1 
25 2505435 Sporo 
Sporobacterium. 
ref|NR_024954.1 
2516115 251756 
nomycetales; Mi 
ref|NR_024945.1 
m. 
ref |NR_024936.1 
2542716 254422 
eriales; Comamo 
ref |NR_024924.1 
68 2562680 Pseud 
aceae; Pseudomo 
ref|NR_024910.1 
58 2584074 Pseud 
seudomonadaceae 
ref |NR_024889.1 


eae; Pseudonoca 
ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 


219857230 


ref |NR_024858.1 


5 
n 


s 


5 
1 


2 
t 


3 
Micrococcineae; 


1 
e 


1: 
e 


b 


Cc 


n 


O: 
n 


fe) 
i 


Hyphomicrobium 


microbium sulfonivorans 
y 


phomicrobium. 
Propionibacterium 

1 Propionibacterium 

ibacterineae; 


Sporosarcina 
arcina aquimarina 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
a 


rcina. 
Clostridium 

3 Clostridium 

ostridium. 
Methylobacter 

1 Methylobacter 

hylococcaceae; 


Arthrobacter 
2 Arthrobacter 


Sphingomonas koreensis 


koreensis Bacteria; 
fo) 


monas. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thioalkalivibrio 
kalivibrio nitratis 

ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 

ae; Thioalkalivibrio. 
Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Sporobacterium 
acterium olearium 


Arthrobacter 
0 Arthrobacter 


rococcineae; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
r 


diaceae; Prauserella. 
Rhodanobacter 

6 Rhodanobacter 
Xanthomonadaceae; 


Desulfocella halophila 


strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 


305824 Bacteria_16S 2644220 2644186 50 84 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
305824 Bacteria_16S 2674268 2674234 50 84 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 


305824 Bacteria_16S 2713087 2713049 50 88 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

305824 Bacteria_16S 2720743 2720709 50 84 gi|219857174|ref|NR_024802.1| Sulfurovum 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

305824 Bacteria_16S 2792705 2792667 47 85 gi|219857121|ref|NR_024749.1| Clostridium 


haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
305824 Bacteria_16S 2794235 2794197 46 84 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 
305824 Bacteria_16S 2850363 2850329 50 84 gi|219856890|ref|NR_024709.1| Pseudomonas 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
305824 Bacteria_16S 2864328 2864294 50 84 gi| 219856881 |ref|NR_024700.1| Sphingomonas 
echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 2864276 2865738 Sphingomonas 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 
305824 Bacteria_16S 2884614 2884580 50 84 gi|219856866|ref|NR_024685.1| Sphingomonas 
oligophenolica 16S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

305824 Bacteria_16S 2885993 2885955 47 85 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

305824 Bacteria_16S 2887520 2887482 47 85 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
305824 Bacteria_16S 2889041 2889003 47 85 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


305824 Bacteria_16S 2921117 2921083 50 84 gi|219856842|/ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

305824 Bacteria_16S 2922655 2922621 50 84 gi|219856841|ref|NR_024660.1| Pseudoxanthomonas 


japonensis strain 12-3 16S ribosomal RNA, partial sequence 2922617 2924080 Pseudoxanthomonas japonensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 


305824 Bacteria_16S 2975519 2975481 47 85 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 2990761 2990731 50 80 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

305824 Bacteria_16S 3007542 3007508 50 84 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

305824 Bacteria_16S 3028634 3028596 47 85 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

305824 Bacteria_16S 3034742 3034704 47 85 gi|219846899|ref|NR_026491.1] Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 3036265 3036227 47 85 gi|219846898|ref|NR_026490.1| Clostridium 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 3053039 3053005 50 84 gi|219846886|ref|NR_026478.1| Formivibrio citricus 
strain CreCitl 16S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 
305824 Bacteria_16S 3056127 3056093 50 84 gi| 219846884 |ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 
305824 Bacteria_16S 3084748 3084718 47 77 gi|219846865|ref|NR_026457.1| Paracoccus 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 


305824 Bacteria_16S 
denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


305824 Bacteria_16S 


strain F98.3HR69 


strain Z-7934 16S 
Firmicutes; 


riegelii Bacteria; 
Corynebacteriaceae; 


305824 Bacteria_16S 
Spiril 
Sulfurospirillum 


deleyianum strain 


Campy lobacteraceae; 


305824 Bacteria_16S 
DSM 38 


pedioforme strain 


pedioforme Bacteria; 
305824 Bacteria_16S 
intestinalis strain KMS2 
intestinalis Bacteria; 


Desulfovibrio. 


305824 Bacteria_16S 
arcachonense strain F1F6 
arcachonense Bacteria; 


Sulfurospirillum. 


305824 Bacteria_16S 


strain Ekho Lake- 


Corynebacteriaceae; 


305824 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


Corynebacteriaceae; 


305824 Bacteria_16S 
imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


305824 Bacteria_16S 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 32311 
Clostridia; 
305824 Bacteria_16S 

ribosomal RNA, 


Firmicutes; 


strain Feox-1 16S 
Proteobacteria; 


3086193 3086163 47 


3098173 3098139 50 


3101096 3101058 46 


Clostridiales; 
3119251 3119217 50 


Corynebacterium. 
3137122 3137088 50 


Sulfurospirillum. 
3149221 3149187 50 


3150714 3150680 50 
Proteobacteria; 


3158535 3158501 50 


3162992 3162962 47 


3207090 3207056 50 


Corynebacterium. 
3208608 3208574 50 


3210100 3210066 50 


3213063 3213029 50 


Corynebacterium. 
3214587 3214553 50 


3229692 3229654 47 


Clostridiales; 
3268935 3268901 50 


77 


84 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
305824 Bacteria_16S 
riboso 
Clostridia; 
305824 Bacteria_16S 

riegelii strain DMMZ 241 


84 


mal RNA, partial sequence 
Clostridiaceae; 


84 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


84 


84 


02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


84 


16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


84 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


77 


172 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
305824 Bacteria_16S 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; 


84 


84 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 


Sphingomonadales; 


84 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
305824 Bacteria_16S 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; 


Sphingomonadales; 


84 


84 


85 


84 


complete sequence 
Betaproteobacteria; Burkholderiales; Leptothrix. 


gi| 219846864 


gi|219846856 


gi|219846854 
3101054 31025 
Tindallia. 


gi| 219846842 


gi| 219846830 


gi| 219846822 


gi| 219846821 


219846816 


gi 


219846813 
31629 


gi 


gi|219846783 


gi|219846782 


gi|219846781 


gi| 219846778 


219846777 
32145 


gi 


gi| 219846767 


gi| 219846741 
3268876 32703 


Rhodobacterales; 


ref 
44 Arthrobacter 


ref 
35 Tindallia magadiensis Bacteria; 


ref 


ref 
lum 5175 16S ribosomal RNA, partial sequence 
deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; 


ref 


Chromatiales; 
ref 


Desulfovibrionales; 
ref 
Campylobacterales; 


ref 
61 3164378 Roseovarius tolerans Bacteria; 


ref 
Actinomycetales; 


ref 
11 Sphingomonas 
Sphingomonadaceae; 
ref 
03 Sphingomonas 
Sphingomonadaceae; 
ref 


Actinomycetales; 


ref 
49 3216020 Corynebacterium imitans 
Corynebacterineae; 


ref 
30 Peptoniphilus 
Clostridiales Family XI. Incertae Sedis; 
ref 
96 Leptothrix mobilis Bacteria; 


NR_026456.1| Paracoccus 
3086162 3087556 Paracoccus 
Rhodobacteraceae; 


Arthrobacter rhombi 
rhombi Bacteria; 
Arthrobacter. 
Tindallia magadiensis 


NR_026448.1 


Micrococcaceae; 
NR_026446.1 


NR_026434.1| Corynebacterium 
3119211 3120593 Corynebacterium 
Corynebacterineae; 


Sulfurospirillum 
4 3138514 
Campylobacterales; 


NR_026422.1 
313708 


NR_026414.1| Thiolamprovum 
3149167 3150625 Thiolamprovum 
Chromatiaceae; Thiolamprovum. 
NR_026413.1| Desulfovibrio 
150676 3152184 Desulfovibrio 
Desulfovibrionaceae; 


w 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


NR_026408.1 
158497 315992 


w 


NR_026405.1| Roseovarius tolerans 
Roseovarius. 
NR_026375.1| Corynebacterium 
9 Corynebacterium 
Corynebacterineae; 
Sphingomonas mali 
mali Bacteria; 
Sphingomonas. 
NR_026373.1| Sphingomonas 
pruni Bacteria; 
Sphingomonas. 
NR_026370.1| Corynebacterium 
3213025 3214498 Corynebacterium 
Corynebacterineae; 


NR_026374.1 


pruni 


NR_026369.1| Corynebacterium 


Corynebacteriaceae; 


Peptoniphilus ivorii 
ivorii Bacteria; 
Peptoniphilus. 
NR_026333.1| Leptothrix mobilis 


NR_026359.1 


305824 Bacteria_16S 3285711 3285673 47 85 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 3297923 3297889 50 84 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain $5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

305824 Bacteria_16S 3299430 3299396 50 84 gi|219846721|ref|NR_026313.1| Methylophaga 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; 


Methylophaga. 


305824 Bacteria_16S 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial 
aotearoense Bacteria; 


Incertae Sedis; 


Proteobacteria; 
3322244 3322206 47 


Firmicutes; Clostridia; 


Thermoanaerobacterium. 
305824 Bacteria_16S 


3381727 3381693 50 


Gammaproteobacteria; 


85 


Thermoanaerobacterales; 


84 


thalassica strain ATCC 33146 16S ribosomal RNA, 


219846704 
sequence 


gi 


gi|219846661 
complete sequence 


Thiotrichales; 


ref 


ref 


3299393 3300879 Methylophaga 
Piscirickettsiaceae; 


NR_026296.1| Thermoanaerobacterium 
3322195 3323672 Thermoanaerobacterium 
Thermoanaerobacterales Family III. 


NR_026253.1| Methylophaga 
3381669 3383157 Methylophaga 


thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Methylophaga. 

305824 Bacteria_16S 
strain ATCC 35842 
Proteobacteria; G 
305824 Bacteria_16S 
marinum DSM 5261 

Proteobacteria; G 
305824 Bacteria_1 
strain DSM 20167 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 3401312 3401278 50 84 gi 
strain DSM 20119 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 3402851 3402817 50 84 gi 
strain DSM 20138 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 3404384 3404350 50 84 gi 
histidinolovorans strain DSM 20115 16S ribosomal RNA, p 
histidinolovorans Bacteria; Actinobacteria; Actinobacte 
Micrococcaceae; Arthrobacter. 

305824 Bacteria_16S 3405908 3405874 50 
strain DSM 20116 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 3416455 3416417 45 83 gi 
hordeovulneris strain CIP 103149 16S ribosomal RNA, par 
hordeovulneris Bacteria; Actinobacteria; Actinobacterid 
Actinomycetaceae; Actinomyces. 

305824 Bacteria_16S 3445943 3445909 50 
strain DSM 6836 1 
Firmicutes; Clost 
305824 Bacteria_16S 
strain DSM 20315 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 3455238 3455204 50 84 gi 
strain DSM 20550 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 3456770 3456736 50 84 gi 
strain DSM 20541 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 3458271 3458237 50 84 gi 
protophormiae strain DSM 20168 16S ribosomal RNA, parti 
protophormiae Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Arthrobacter. 

305824 Bacteria_16S 3459794 3459760 50 84 gi 
nicotinovorans strain DSM 420 16S ribosomal RNA, comple 
nicotinovorans Bacteria; Actinobacteria; Actinobacterid 
Micrococcaceae; Arthrobacter. 

305824 Bacteria_16S 3461312 3461278 50 
strain DSM 20546 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 3462835 3462801 50 84 gi 
polychromogenes strain DSM 20136 16S ribosomal RNA, par 
polychromogenes Bacteria; Actinobacteria; Actinobacteri 
Micrococcaceae; Arthrobacter. 

305824 Bacteria_16S 3464358 3464324 50 


3383266 3383232 50 84 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3387780 3387746 50 84 gi 


ammaproteobacteria; Chromatiales; Chro 
6S 3399784 3399750 50 84 gi 


84 gi 


84 gi 


ridia; Clostridiales; 
3452191 3452157 50 


Clostridiaceae; 
84 gi 


84 gi 


84 gi 


strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 34657 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 3465881 3465847 50 84 gi 
nicotianae strain DSM 20123 16S ribosomal RNA, partial 

nicotianae Bacteria; Actinobacteria; Actinobacteridae; 

Arthrobacter. 

305824 Bacteria_16S 3468925 3468891 50 


84 gi 


strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 34703 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 3470447 3470413 50 84 gi 
globiformis strain DSM 20124 16S ribosomal RNA, partial 
globiformis Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 

305824 Bacteria_16S 3482491 3482453 47 
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Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 
bdochromatiu 


m. 
Arthrobacter sulfureus 


13 Arthrobacter sulfureus Bacteria; 
crococcaceae 


v 


Arthrobacter. 
Arthrobacter oxydans 
oxydans Bacteria; 
Arthrobacter. 
Arthrobacter ilicis 
ilicis Bacteria; 
Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


’ 


v 


Arthrobacter aurescens 
aurescens Bacteria; 
Arthrobacter. 
Actinomyces 

6 3417841 Actinomyces 
omycineae; 


’ 


Clostridium viride 


86 Clostridium viride Bacteria; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
crococcaceae 


; Micrococcus. 


Arthrobacter agilis 
agilis Bacteria; 
Arthrobacter. 
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Arthrobacter 
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1 Arthrobacter 
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, 


Arthrobacter citreus 
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v 


Clostridium 


acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 


acetireducens Bacteria; Firmicutes; Clostridia; Clostri 


diales; Clostr 


idiaceae; 


Clostridium. 


305824 Bacteria_16S 3505193 3505159 50 84 gi|219846572|ref|NR_026164.1| Microbacterium barkeri 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 
305824 Bacteria_16S 3506711 3506677 50 84 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

305824 Bacteria_16S 3508230 3508196 50 84 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

305824 Bacteria_16S 3509754 3509720 50 84 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

305824 Bacteria_16S 3511274 3511240 50 84 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

305824 Bacteria_16S 3521971 3521937 50 84 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

305824 Bacteria_16S 3555776 3555742 50 84 gi|219846538|ref|NR_026130.1| Zoogloea ramigera 
strain 106 16S ribosomal RNA, partial sequence 3555718 3557247 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

305824 Bacteria_16S 3582940 3582902 47 85 gi|219846520|ref|NR_026112.1]| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 3586060 3586026 50 84 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 
strain JB13 16S ribosomal RNA, partial sequence 3585997 3587456 Methylomonas fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

305824 Bacteria_16S 3701445 3701411 50 84 gi|219846435|ref|NR_026026.1| Gelidibacter algens 
strain C8ST5 16S ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter algens Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

305824 Bacteria_16S 3710486 3710448 47 85 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 3719456 3719418 47 85 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 3797173 3797139 50 84 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

305824 Bacteria_16S 3830766 3830736 50 80 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

305824 Bacteria_16S 3862397 3862363 49 83 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

305824 Bacteria_16S 3868481 3868447 50 84 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
305824 Bacteria_16S 3869992 3869958 50 84 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

305824 Bacteria_16S 3887088 3887054 50 84 gi|219846304|ref|NR_025894.1| Vitreoscilla 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 
305824 Bacteria_16S 3888627 3888593 50 84 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

305824 Bacteria_16S 3890163 3890129 50 84 gi|219846301|ref|NR_025891.1| Kingella oralis strain 


UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingel 
305824 Bacteria_16S 3971223 3971189 50 84 gi 
denitrificans strain AS-P1 16S ribosomal RNA, partial s 
denitrificans Bacteria; Proteobacteria; Betaproteobacte 
305824 Bacteria_16S 4006570 4006532 46 84 gi 
strain SW-2 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; 
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equence 

ria; 
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ref 


ref 


3971185 39726 
olde 
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NR_025834.1 
3 
riales; Coma 


monadaceae; 


ria; Proteobacteria; 
Brachymonas 

6 Brachymonas 
Brachymonas. 


NR_025808.1 


Algoriphagus marincola 


4006528 4008003 Algoriphagus marincola Bacteria; 
Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 


305824 Bacteria_16S 4012683 4012649 50 84 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

305824 Bacteria_16S 4015642 4015608 50 84 gi|219846212|ref|NR_025802.1| Winogradskyella 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Winogradskyella. 

305824 Bacteria_16S 4017124 4017090 50 84 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 

305824 Bacteria_16S 4058023 4057989 50 84 gi|219846181|ref|NR_025771.1]| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

305824 Bacteria_16S 4071594 4071556 47 85 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

305824 Bacteria_16S 4100275 4100241 50 84 gi| 219846152 |ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

305824 Bacteria_16S 4127646 4127616 50 80 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

305824 Bacteria_16S 4189105 4189071 50 84 gi| 219846083 |ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

305824 Bacteria_16S 4192177 4192143 50 84 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

305824 Bacteria_16S 4199599 4199565 50 84 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

305824 Bacteria_16S 4219399 4219365 50 84 gi|219846061|ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 49952 49919 51 84 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
305824 Bacteria_16S 92107 92074 52 85 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

305824 Bacteria_16S 182186 182149 47 84 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 


strain 6VI 16S ri 
Firmicutes; Clostridia; 
305824 Bacteria_16S 
strain JW/AS-Y6 16S ribosomal RNA, 
Firmicutes; Clostridia; 
305824 Bacteria_16S 281313 281276 47 
strain W 1471 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 
305824 Bacteria_16S 331701 331664 46 
thermoautotrophic 
thermoautotrophica Bacteria; 
Moorella group; Moorella. 
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Clostridiales; 
257265 257228 46 


Firmicutes; 


bosomal RNA, partial sequence 


83 


84 
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83 
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83 
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gi 


Thermoa 


gi 


gi 
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castelarensis strain BJ-608 16S ribosomal RNA, partial 


castelarensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 
305824 Bacteria_16S 542419 542386 52 


85 


strain JR 16S ribosomal RNA, partial sequence 


Deferribacteres; Deferribacterales; 
305824 Bacteria_16S 684824 684791 51 


indolicum strain In04 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 


305824 Bacteria_16S 686390 686357 51 


cetonica strain 480 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
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84 


72 
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gi 


qi. 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
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305824 Bacteria_16S 
aurantiaca strain 


Bacteria; 


Bacteria; 


subsp. 
subsp. 
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Firmicutes; 
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305824 Bacteria_16S 1593519 1593486 50 83 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
305824 Bacteria_16S 1595066 1595033 50 83 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
305824 Bacteria_16S 1596614 1596581 50 83 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
305824 Bacteria_16S 1598162 1598129 50 83 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
305824 Bacteria_16S 1599710 1599677 50 83 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
305824 Bacteria_16S 1601258 1601225 50 83 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
305824 Bacteria_16S 1855300 1855267 50 83 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
305824 Bacteria_16S 1895193 1895160 51 84 gi|219878267|ref|NR_025406.1| Desulfococcus biacutus 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfococcus. 
305824 Bacteria_16S 1915960 1915923 47 84 gi|219878250|ref|NR_025389.1| Thermosipho geolei 
strain DSM 13256, 16S ribosomal RNA, partial sequence 1915911 1917433 Thermosipho geolei Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 
305824 Bacteria_16S 1981491 1981450 47 88 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 
305824 Bacteria_16S 1984660 1984619 47 88 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 
305824 Bacteria_16S 2067093 2067060 50 83 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
305824 Bacteria_16S 2068627 2068594 50 83 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
305824 Bacteria_16S 2102272 2102235 47 84 gi|219878118|ref|NR_025257.1| Desulfonauticus 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
305824 Bacteria_16S 2223259 2223222 49 86 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 
305824 Bacteria_16S 2235539 2235502 47 84 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 
305824 Bacteria_16S 2264669 2264636 51 84 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 
305824 Bacteria_16S 2414863 2414830 51 84 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
305824 Bacteria_16S 2440619 2440580 45 84 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
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305824 Bacteria_16S 593993 593957 50 86 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 
305824 Bacteria_16S 596906 596874 50 82 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
strain BCH 16S ribosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

305824 Bacteria_16S 642686 642646 45 85 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

305824 Bacteria_16S 801351 801311 45 85 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 


subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
305824 Bacteria_16S 816638 816606 53 85 gi| 265678501 |ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 


305824 Bacteria_16S 1007875 1007839 49 85 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 
strain T7 16S ribosomal RNA, partial sequence 1007814 1009265 Bacillus edaphicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

305824 Bacteria_16S 1171400 1171368 53 85 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 


peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 
305824 Bacteria_16S 1236428 1236396 52 84 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

305824 Bacteria_16S 1258924 1258884 44 84 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

305824 Bacteria_16S 1260436 1260401 50 85 gi| 219846707 |ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 
305824 Bacteria_16S 1304080 1304040 45 85 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 
305824 Bacteria_16S 1417676 1417644 53 85 gi|224581446|ref|NR_027228.1| Helcococcus ovis 
strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

305824 Bacteria_16S 1460348 1460316 50 82 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


305824 Bacteria_16S 1613310 1613278 53 85 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
305824 Bacteria_16S 1779157 1779117 45 85 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

305824 Bacteria_16S 1884401 1884361 45 85 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 


305824 Bacteria_16S 2224809 2224769 45 85 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

305824 Bacteria_16S 2226372 2226332 45 85 gi|219857581|ref|NR_025169.1| Paenibacillus 


kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
305824 Bacteria_16S 2316191 2316151 45 85 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
305824 Bacteria_16S 2325317 2325277 45 85 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
305824 Bacteria_16S 2350839 2350807 53 85 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
305824 Bacteria_16S 2428454 2428414 45 85 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 


305824 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


305824 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


305824 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


305824 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


305824 Bacteria_16S 


phaeum strain PB 
Firmicutes; Clost 


305824 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


305824 Bacteria_16S 


salinarius strain 
salinarius Bacter 


305824 Bacteria_16S 


strain DSM 3963 1 


Deinococcus-Thermus; 
305824 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


305824 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


305824 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


305824 Bacteria_16S 


strain DSM 3133 1 
Actinobacteria; A 


305824 Bacteria_16S 


strain 234/92 16S 
Actinobacteria; A 


305824 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


Clostridiaceae; C 


305824 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


305824 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


305824 Bacteria_16S 


halophilum strain 
halophilum Bacter 


305824 Bacteria_16S 


strain E-37 16S r 
Proteobacteria; A 


305824 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


305824 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


305824 Bacteria_16S 


strain A828 16S r 
Proteobacteria; A 


305824 Bacteria_16S 


nitratireducens s 
nitratireducens B 


2559710 2559678 53 85 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
nergistia; Synergistales; Synergistaceae; Aminobacterium. 

2633405 2633366 46 85 gi|219857236|ref|NR_024864.1| Planomicrobium 
train MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
acteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

2756609 2756569 45 85 gi|219857148|ref|NR_024776.1| Thermaerobacter 
ain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

2822873 2822833 46 86 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
in HGP1 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
eria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

2883107 2883067 45 85 gi|219856869|ref|NR_024688.1| Thermacetogenium 
16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
ridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

2904179 2904139 45 85 gi|219856853|ref|NR_024672.1| Thermaerobacter 
n 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

3129722 3129690 53 85 gi|219846835|ref|NR_026427.1| Halanaerobacter 

SG3903 16S ribosomal RNA, partial sequence 3129667 3131049 Halanaerobacter 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 

3170594 3170554 44 84 gi|219846807|ref|NR_026399.1| Deinococcus grandis 
6S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 

Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

3243477 3243445 47 79 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
train Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
acteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
rio. 

3349566 3349532 50 84 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
6S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

3444405 3444365 45 85 gi|219846613|ref|NR_026205.1| Succiniclasticum 
M 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
tes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 

3487167 3487132 50 85 gi|219846584|ref|NR_026176.1| Actinotalea fermentans 
6S ribosomal RNA, partial sequence 3487117 3488602 Actinotalea fermentans Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Actinotalea. 

3570879 3570844 50 85 gi|219846528|ref|NR_026120.1| Turicella otitidis 


ribosomal RNA, partial sequence 


lostridium. 


3598364 3598332 47 79 gi 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3652890 3652850 45 85 gi 
SEBR 3139 16S ribosomal RNA, partial 

ia; Firmicutes; Clostridia; Clostridia 
3716447 3716419 51 79 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3991693 3991661 49 81 gi 
n KMM 6049 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 
4014163 4014131 50 82 gi 
KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
4107894 4107870 47 TL gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
4172315 4172279 46 82 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 


305824 Bacteria_16S 


18133 18094 45 84 gi 


3570843 35723 


ctinobacteridae; Bifidobacteriales; Turicella. 
3581375 3581335 45 85 gi| 219846521 
p. thermolacticum strain TX41 16S ribosomal RNA, 


rain DSM 5628 16S ribosomal RNA, partial sequenc 
cteria; Firmicutes; Clostridia; Clostridiales; C 
3630012 3629972 45 85 gi| 219846485 


3629961 36314 


3716418 37177 


4107869 41092 


219846508 


; Geobacte 
219846469 
sequence 

les; Pepto 
219846425 


hodobacter 
219846230 
sequence 
vobacteria 
219846213 
equence 
obacterial 
219846146 


nellaceae; 
219846098 
1 sequence 
ridiales; 


ref 
par 


NR_026113.1 
tial sequenc 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026077.1 


raceae; Geobacte 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026016.1 


aceae; Sagittul 
ref |NR_025820.1 

3991660 399309 
les; Flavobacter 
ref|NR_025803.1 

4014130 401555 
es; Flavobacteri 
ref|NR_025736.1 


tonella. 
ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 


Bar 


265679051 


roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 


Clostridia; 


03 Turicella otitidis Bacteria; 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Clostridium 
6 Clostridium 
lostridium. 

Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


ry 
Desulfotomaculum 

2 Desulfotomaculum 
fotomaculum. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 
a. 


Salegentibacter 

7 Salegentibacter 
iaceae; Salegentibacter. 
Winodgradskyella 

6 Winodgradskyella 
aceae; Winogradskyella. 
Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Garciella 
8 Garciella 
Garciella. 


ref |NR_029359.1 
18082 19577 


Hymenobacter 
Hymenobacter 


roseosalivarius Bacteria; 


Hymenobacter. 


305824 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


305824 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


305824 Bacteria_16S 


vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 


305824 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


305824 Bacteria_16S 
kaustophilus stra 


kaustophilus Bact 


305824 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


305824 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


305824 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


305824 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


305824 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


305824 Bacteria_16S 


strain A288 16S r 


Bacteroidetes; 


24317 24282 50 85 gi 


ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
219241 219202 46 85 gi 
Bacillac 
gi 


Firmicutes; Bacillales; 
290464 290429 51 86 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
325465 325442 49 72 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
326989 326966 49 72 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
328552 328517 50 85 gi 
strain JW/Z-1 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

392116 392077 46 85 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
404384 404361 46 69 gi 
ibosomal RNA, partial sequence 


eria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
305824 Bacteria_16S 419841 419806 50 85 gi 


antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 


305824 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


305824 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


305824 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


305824 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


305824 Bacteria_16S 


contaminans strai 
contaminans Bacte 


305824 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


305824 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


305824 Bacteria_16S 


thermohalophila s 
thermohalophila B 


305824 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


KM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


v 


422946 422907 46 85 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
432259 432220 46 85 


gi 


gi 


GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
440018 439979 45 84 gi 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
501371 501332 46 85 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

525665 525626 46 85 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
548555 548520 50 85 

ribosomal RNA, partial sequence 
ridia; 


gi 


gi 


Clostridiales; Veillonellaceae; 
577429 577406 46 69 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
590893 590858 49 84 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
610574 610539 50 85 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 


305824 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


701536 701497 46 85 gi 


Sphingobacteria; 


rain R2 16S ribosomal RNA, partial seq 


cteria; Firmicutes; Clostridia; Clostridiales; C 

30401 30366 50 85 gi| 265679043 
S ribosomal RNA, partial sequence 30363 31864 
bacillales; Aerococcaceae; Facklamia. 

115272 115241 50 81 gi| 265678985 
n PYR-1 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
Mycobacterium. 

128897 128874 49 72 gi| 265678976 


128870 13034 
Prevotellace 


in BD 53 16S ribosomal RNA, partial se 


290399 29196 


326926 32843 


Entomoplasmataceae; M 


Sphingo 


265679047 
uence 


ae; Prevot 
265678916 
quence 

eae; Geoba 
265678866 


265678843 

32539 
ae; Prevot 
265678842 


bacteriales; Flexibacteraceae; 
ref |NR_029355.1| Clostridium 
24277 25711 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029351.1| Facklamia sourekii 
Facklamia sourekii Bacteria; 
ref |NR_029293.1| Mycobacterium 
115240 116730 Mycobacterium 
etales; Corynebacterineae; 
ref|NR_029284.1| Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


ella. 
ref |NR_029224.1| Geobacillus 
219184 220608 Geobacillus 
cillus. 
ref|NR_029172.1| Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


ref|NR_029148.1| Prevotella veroralis 

8 326875 Prevotella veroralis Bacteria; 
ella. 

ref|NR_029147.1] Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


ribosomal RNA, partial sequence 


lales; Paenibacillaceae; Paenibacillus 


ae; Prevotella. 

265678841|ref|NR_029146.1| Sedimentibacter 

al sequence 328486 329942 Sedimentibacter 

tridiales; Clostridiales Family XI. Incertae 

265678793|ref|NR_029098.1| Paenibacillus 

sequence 392074 393575 Paenibacillus 

illaceae; Paenibacillus. 

265678785 |ref|NR_029090.1| Actinomadura meyerae 
404351 405830 Actinomadura meyerae Bacteria; 

ptosporangineae; Thermomonosporaceae; 

265678774|ref|NR_029079.1| Brevibacterium 

sequence 419777 421277 Brevibacterium 

tinomycetales; Micrococcineae; Brevibacteriaceae; 

265678772|ref|NR_029077.1| Bacillus algicola 
422881 424425 Bacillus algicola Bacteria; 

265678766|ref|NR_029071.1| Paenibacillus 

ence 432196 433742 Paenibacillus favisporus 

nibacillus. 

265678761|ref|NR_029066.1| Mesoplasma photuris 
439970 441476 Mesoplasma photuris Bacteria; 

esoplasma. 

265678717|ref|NR_029022.1| Bacillus indicus 
501307 502811 Bacillus indicus Bacteria; 

265678701|ref|NR_029006.1| Anoxybacillus 

equence 525601 527141 Anoxybacillus 

ae; Anoxybacillus. 

265678686 |ref|NR_028991.1| Sporomusa aerivorans 
548509 550044 Sporomusa aerivorans Bacteria; 

Sporomusa. 

265678667|ref|NR_028972.1| Thalassolituus 

ence 577405 578770 Thalassolituus oleivorans 

irillales; Thalassolituus. 

265678658 |ref|NR_028963.1| Anaerophaga 

sequence 590846 592357 Anaerophaga 

acteroidales; Marinilabiaceae; Anaerophaga. 

265678644 |ref|NR_028949.1| Lactobacillus 

equence 610536 612079 Lactobacillus 

acillaceae; Lactobacillus. 

265678581|ref|NR_028886.1| Paenibacillus graminis 


701473 702909 Paenibacillus graminis Bacteria; 


305824 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


305824 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


305824 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


305824 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


305824 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


305824 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


305824 Bacteria_16S 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


305824 Bacteria_16S 


strain S1 16S rib 
Actinobacteria; A 


305824 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


305824 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


305824 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


305824 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


305824 Bacteria_16S 


strain IC166 16S 
Bacteroidetes; Fl 


305824 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


305824 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


305824 Bacteria_16S 


japonensis strain 


725870 725835 50 85 
ribosomal RNA, partial sequence 
ridia; 


gi 


Clostridiales; Veillonellaceae; 
728858 728835 49 72 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
736443 736404 45 84 gi 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
759903 759872 51 82 
bosomal RNA, partial sequence 


gi 


n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycetal 
836478 836455 46 

osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
859134 859099 50 85 gi 
osomal RNA, partial sequence 


69 gi 


bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
994225 994190 47 82 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 


ro 


al 
Ee: 


1027675 1027648 49 76 

ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1033811 1033772 46 85 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1059688 1059649 45 84 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1061206 1061171 49 84 gi 
758 16S ribosomal RNA, partial sequen 


gi 


ur 


i; 


ce 


Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; C 
305824 Bacteria_16S 1086594 1086555 46 85 gi|265678318|ref|NR_028620.1 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 
Bacillales; Bacillaceae; Bacillus. 

305824 Bacteria_16S 1104724 1104701 49 72 gi| 265678305 |ref|NR_028607.1 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacter 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
305824 Bacteria_16S 1106258 1106235 46 69 gi|265678304|ref|NR_028606.1 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomu 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nonomuraea. 

305824 Bacteria_16S 1130480 1130457 46 69 gi| 253680769 |ref|NR_028017.1 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
305824 Bacteria_16S 1132014 1131979 50 85 gi|253680768|ref|NR_028016.1 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevib 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brev 
Brevibacterium. 

305824 Bacteria_16S 1219655 1219620 50 85 gi| 219878362 |ref|NR_025501.1 


265678564 
725825 72731 
Succinisp 
265678562 
728785 73027 
ae; 
265678556 
736380 73789 
Entomoplasmataceae; 
265678539 
759866 76120 


ence 81510 


265678488 
836449 83791 
nebacterin 
265678472 
859076 86059 


974224 97564 


265678381 


265678359 
1027642 10290 
cteriaceae 
265678355 


265678337 
uence 


265678336 


ref 


ira. 
ref 


Prevot 
ref 


E 
ref 


es; Pseudono 


ref 


eae; 
ref 


spiraceae; L 
ref 

sequenc 
idiales; Clo 


ref 
; Ce 
ref 

10337 
inibacillus 
ref 
Thermales; 
ref 
10611 


9 816530 Pseudo 


e 994185 99565 


54 Cellulophaga 


71 1035187 Aneur 


1059624 10611 


67 1062648 Chitin 


NR_028868.1 


NR_028866.1 


NR_028860.1 


NR_028843.1 


cardineae; P 


NR_028791.1 


Nocardiacea 
NR_028775.1 


ewinella. 
NR_028683.1 
2 
stridiales F 
NR_028661.1 


llulophaga. 
NR_028657.1 
z 
group; Aneur 
NR_028639.1 
ZL 
Thermaceae; 
NR_028638.1 


Succinispira mobilis 


9 Succinispira mobilis Bacteria; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 
ella. 


Entomoplasma lucivorax 


7 Entomoplasma lucivorax Bacteria; 
ntomoplasma. 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

772093 772058 50 85 gi|265678531|ref|NR_028835.1| Atopostipes 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

799824 799786 46 84 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

815139 815116 46 69 gi| 265678502 |ref|NR_028805.1| Pseudonocardia 


nocardia zijingensis 
seudonocardiaceae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
889319 889296 46 69 gi|265678451|ref|NR_028753.1| Actinomadura 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 
974252 974225 45 72 gi|265678394|ref|NR_028696.1| Lewinella persicus 


2 Lewinella persicus Bacteria; 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Cellulophaga algicola 


algicola Bacteria; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Marinithermus 

6 Marinithermus 
Marinithermus. 
Chitinophaga 
ophaga japonensis 
hitinophaga. 
Bacillus akibai strain 
ria; Firmicutes; 


Bacteroides 
oides acidifaciens 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Allofustis seminis 


strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 


Firmicutes; 


Lactobacillales; 


Carnobacteriaceae; Allofustis. 


305824 Bacteria_16S 1254385 1254346 46 85 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

305824 Bacteria_16S 1295045 1295022 49 72 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

305824 Bacteria_16S 1297958 1297923 50 85 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
305824 Bacteria_16S 1300972 1300933 46 85 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 


lactoaceticus 6A 


16S ribosomal RNA, partial sequence 1300923 13024 


27 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

305824 Bacteria_16S 1314709 1314670 46 85 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

305824 Bacteria_16S 1323990 1323951 46 85 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

305824 Bacteria_16S 1325529 1325506 46 69 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

305824 Bacteria_16S 1331649 1331610 45 84 gi|228721494|ref|NR_027617.1| Thermosipho 
melanesiensis strain BI429 16S ribosomal RNA, partial sequence 1331586 1333097 Thermosipho 
melanesiensis BI429 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

305824 Bacteria_16S 1407070 1407035 50 85 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

305824 Bacteria_16S 1413131 1413096 50 85 gi| 224581449 |ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

305824 Bacteria_16S 1448497 1448462 50 85 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

305824 Bacteria_16S 1477024 1476989 50 85 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

305824 Bacteria_16S 1513187 1513148 46 85 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

305824 Bacteria_16S 1517679 1517648 47 78 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

305824 Bacteria_16S 1526867 1526844 46 69 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

305824 Bacteria_16S 1528371 1528348 46 69 gi|219857434|ref|NR_025022.1| Actinomadura spadix 


strain JCM3146 16 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
305824 Bacteria_16S 
oligospora strain 
oligospora Bacter 
Thermomonosporaceae; 
305824 Bacteria_16S 


picturae strain LMG 22061 16S ribosomal RNA, partial se 


picturae Bacteria; 


Brevibacterium. 
305824 Bacteria_16S 
decolorationis st 
decolorationis Ba 
Shewanella. 
305824 Bacteria_16S 
strain BA134 16S 
Bacteroidetes; Sp 
305824 Bacteria_16S 


1529879 1529856 46 


Actinomadura. 
1602810 1602775 50 


1607393 1607366 46 
Proteobacteria; 


1623932 1623893 45 


1629927 1629888 46 


Streptosporangineae; Thermomon 

69 gi|219857433|ref|NR_025021.1 
sequence 1529847 153130 
Actinomycetales; Streptosp 

85 gi|219878475|ref|NR_025614.1 
quence 1602772 160426 
tinomycetales; Micrococcin 

73 gi|219878471|ref|NR_025610.1 
quence 1607365 160881 
Gammaproteobacteria; Alteromonadales; Sh 
84 gi|219878460|ref|NR_025599.1 


ribosomal RNA, partial sequence 
hingobacteria; 


85 


1528339 15297 


ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


Actinobacteria; Actinobacteridae; Ac 


rain S12 16S ribosomal RNA, partial se 
cteria; 


1623889 16253 
Sphingobacteriales; Cyc 


gi 


lobacteria 


ceae; Belliella 


219878456 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Shewanella 
2 Shewanella 


ewanellaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


ref|NR_025595.1 


Bacillus gelatini 


strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Bacillus. 


305824 Bacteria_16S 
maitriensis strai 
Firmicu 
305824 Bacteria_16S 
strain 888-76 16S 
G 
305824 Bacteria_16S 
rifietoensis stra 
Firmicu 
305824 Bacteria_16S 


Bacteria; 


Proteobacteria; 


Bacteria; 


strain DSM 12145 
Bacteroidetes; 


strain LMG 18422 
Firmicutes; 


saalensis strain 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
Sedimentibacter. 
305824 Bacteria_16S 1777597 1777558 46 85 gi 


agaridevorans str 
agaridevorans Bac 
305824 Bacteria_16S 


stellifer strain 
Bacteria; 


Thermotogae; 


strain DSM 497 16 
Firmicutes; Bacil 


305824 Bacteria_16S 


cellulosilytica s 


cellulosilytica B 


Nocardiopsaceae; 


305824 Bacteria_16S 
strain 3S-1 16S r 


Firmicutes; Bacil 


305824 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


305824 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


305824 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


305824 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


305824 Bacteria_16S 
16S ribosomal RNA, partial sequence 1940300 19418 


strain LMG 18435 
Firmicutes; Bacil 


305824 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


305824 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


305824 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


305824 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


1 
G 


Sp 
305824 Bacteria_16S 


Bacil 
305824 Bacteria_16S 


Firmicu 
305824 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 
305824 Bacteria_16S 
strain SL25 16S r 
Ther 
305824 Bacteria_16S 


1634593 1634554 46 85 gi 
n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1671215 1671188 50 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1689338 1689299 46 85 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1716968 1716929 45 84 gi 
hingobacteria; Sphingobacteriales; 
1751945 1751906 46 85 


Sph 
gi 
lales; Bacillaceae; Bacillus. 

1767112 1767077 50 85 gi 
ZF2 16S ribosomal RNA, partial sequenc 


ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1800262 1800223 46 85 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1808026 1807987 46 85 gi 
n CMS 26o0r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1812621 1812582 44 83 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1841673 1841634 46 85 gi 
S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
1879655 1879620 50 85 gi 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
1881239 1881204 50 85 gi 


lales; Bacillaceae; Bacillus. 

1973694 1973655 46 85 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Marinibacillus. 
1978376 1978341 50 85 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
1987788 1987761 50 77 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
2001664 2001637 50 77 gi 


ammaproteobacteria; Enterobacteriales; 


305824 Bacteria_16S 


2039396 2039361 50 85 gi 


ue 


ac 


219878453 
ce 
coccus. 

219878427 


1671187 16725 
nterobac 


E 
219878414 
nce 
coccus. 
219878396 


16S ribosomal RNA, partial sequence 1716916 17183 
gobacter 


in 
219878372 


16S ribosomal RNA, partial sequence 1751903 17534 


1812567 18140 


219878307 


1841624 18431 


1870444 18719 


219878279 
nce 

les; Veill 
219878278 


6S ribosomal RNA, partial sequence 1881182 18827 


219878212 


1973642 19751 


219878209 
19783 
terales; 
219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 
219878194 


6S ribosomal RNA, partial sequence 2001636 20031 


Enterobac 
219878168 


paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 


16345 


16892 


ref|NR_025592.1 
30 1635961 Planoc 


Planococcus 
occus maitriensis 
ref|NR_025566.1| Enterobacter cowanii 
48 Enterobacter cowanii Bacteria; 
teriaceae; Enterobacter. 
ref|NR_025553.1] Planococcus 
86 1690816 Planococcus rifietoensis 


ref|NR_025535.1| Pedobacter saltans 

94 Pedobacter saltans Bacteria; 

iaceae; Pedobacter. 

ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


219878359|ref|NR_025498.1| Sedimentibacter 

e 1767074 1768507 Sedimentibacter saalensis 
idiales Family XI. Incertae Sedis; 
219878351|ref|NR_025490.1| Paenibacillus 

l sequence 1777548 1779056 Paenibacillus 
cillaceae; Paenibacillus. 
219878335|ref|NR_025474.1| Paenibacillus 

e 1800219 1801737 Paenibacillus stellifer 
nibacillus. 

219878330|ref|NR_025469.1| Planococcus 
sequence 1807983 1809461 Planococcus 

aceae; Planococcus. 

219878327|ref|NR_025466.1| Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


lales; Bacillaceae; Bacillus. 

1852212 1852189 46 69 gi|219878299|ref|NR_025438.1| Thermobifida 
train TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermobifida. 

1870494 1870455 46 85 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


ref|NR_025418.1 
1879598 188113 
onellaceae; Propionispora. 
ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 


Propionispora 
1 Propionispora 


ridia; Clostridiales; Veillonellaceae; Sporomusa. 
1882813 1882778 50 85 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
6S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 
1914410 1914371 46 85 gi|219878252|ref|NR_025391.1| Paenibacillus 
n CM1 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
1940342 1940303 46 85 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref |NR_025348.1 
26 1979852 Desulf 


Desulfobacterium 
obacterium anilini 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 
ref |NR_025307.1| Dolosicoccus 

2039358 2040867 Dolosicoccus 


305824 Bacteria_16S 2045682 2045659 49 72 gi|219878161|ref|NR_025300.1 
strain M384 16S ribosomal RNA, partial sequence 2045623 20471 

Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

305824 Bacteria_16S 2047230 2047191 46 85 gi|219878160|ref|NR_025299.1 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

305824 Bacteria_16S 2050352 2050317 50 85 gi| 219878158 |ref|NR_025297.1 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 20518 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

305824 Bacteria_16S 2070187 2070148 46 85 gi| 219878143 |ref|NR_025282.1 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 207167 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 
305824 Bacteria_16S 2094639 2094600 46 85 gi| 219878125 |ref|NR_025264.1 


strain SW-72 16S 
Firmicutes; Bacil 


305824 Bacteria_16S 
strain P-1 16S ri 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
305824 Bacteria_16S 2114385 2114346 46 85 gi| 219857658 |ref 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 21158 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 


305824 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


305824 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


305824 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


305824 Bacteria_16S 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


305824 Bacteria_16S 


strain KS9 16S ri 


strain SK-1 16S r 
Firmicutes; Bacil 


305824 Bacteria_16S 


strain A290 16S r 


Actinomadura. 


305824 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


305824 Bacteria_16S 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


305824 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


lales; Bacillaceae; 
2108320 2108297 46 


bosomal 


2123486 2123447 46 
ribosomal RNA, 
lales; Bacillaceae; 
2125043 2125004 46 
ribosomal RNA, 
lales; Bacillaceae; 
2168858 2168823 50 
ain FTR 
teria; Firmicutes; 
2194649 2194626 46 


dococcus. 
2252272 2252249 46 


2266189 2266150 46 


lales; Bacillaceae; 


2310135 2310112 46 


2311641 2311602 46 


tes; Bacillales; 


2343326 2343303 46 
Actinopolymorpha. 
2344840 2344801 46 


tes; Bacillales; 


305824 Bacteria_16S 
strain YKJ-10 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacil 


305824 Bacteria_16S 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
305824 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


305824 Bacteria_16S 
ain CIN1 16S ribosomal RNA, partial se 
Clostridia; 


cinnamivorans str 
cinnamivorans Bac 


305824 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


305824 Bacteria_16S 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 


2381239 2381200 46 


lales; Bacillaceae; 


2382784 2382761 46 


2404003 2403968 50 


S ribosomal RNA, partial sequence 
Lactobacillaceae; 


bacillales; 
2429920 2429885 50 
teria; Firmicutes; 
2431452 2431413 46 


n WN9 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


tes; Bacillales; 


2452837 2452798 45 


ribosomal RNA, partial sequence 
Bacillus. 


69 


RNA, partial sequence 


85 


partial sequence 
Bacillus. 


85 


partial sequence 
Bacillus. 


85 


1 16S ribosomal RNA, partial se 
Lactobacillales; 


69 


69 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
305824 Bacteria_16S 


85 


ibosomal RNA, partial sequence 
Geobacillus. 


69 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


in 34 16S ribosomal RNA, partial seque 
Bacillaceae; 


69 


85 


n A30 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


85 


69 


85 


85 


85 


84 


2094597 20961 


gi| 219873437 
2108290 21097 


ref 


gi|219857652 
2123444 21249 


ref 


gi|219857651 
2125001 21265 


ref 


219857622 
quence 
rnobacteri 
219857602 
quence 
e; Actinomycet 


ref 

2 
acea 
ref 


gi 


Ca 
gi 


ND 


gi| 219857564 
2252243 22536 
Streptosporang 
gi|219857555 
2266147 22676 


ref 


inea 
ref 


gi| 219857522 
2310109 23115 
Streptosporang 


ref 
inea 


219857521 
nce 23115 
lus. 

219857498 
sequence 
e; Actinomycet 


gi ref 
Geobacil 


gi ref 


219857497 
nce 23447 
Paenibacillus. 
gi|]219857472|ref 
2381197 23827 


gi ref 


219857471 
23827 
nebacterin 
gi|219857457 
2403965 24054 
Lactobacillus. 
gi|219857437 
quence 
diales; Ru 
219857436 
nce 24314 
nibacillus. 


gi ref 


eae; 
ref 
ref 


Clostri 
gi 


mino 
ref 


Pae 


168820 21703 


194621 21960 


29 Actinomadura 


80 2313074 Geoba 


2343294 23447 


86 2346268 Paeni 


52 2384208 Nocar 


86 Lactobacillus 


2429869 24313 


10 2432897 Paeni 


NR_026099.2 


NR_025247.1 


NR_025241.1 


NR_025240.1 


NR_025211.1 
0 
e; Carnobact 
NR_025190.1 
3 
e 


ales; Coryn 


NR_025152.1 


e; Nocardiop 
NR_025143.1 


NR_025110.1 


e; Thermomon 
NR_025109.1 


Cc 


NR_025086.1 
3 
ales; Propio 
NR_025085.1 
b 


NR_025060.1 


NR_025059.1 
d 

Nocardiacea 
NR_025045.1 


NR_025025.1 
5 
coccaceae; P 
NR_025024.1 
b 


gi|219857417|ref 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Thermobacillus 
8 Thermobacillus 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Carnobacterium 

5 Carnobacterium 

erium. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Nocardiopsis composta 


96 Nocardiopsis composta Bacteria; 


saceae; Nocardiopsis. 
Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Geobacillus 
illus subterraneus 


Actinopolymorpha 
5 Actinopolymorpha 


nibacterineae; 


Paenibacillus 
acillus granivorans 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Nocardia abscessus 

ia abscessus Bacteria; 
e; Nocardia. 
Lactobacillus kimchii 
kimchii Bacteria; 


Papillibacter 

9 Papillibacter 
apillibacter. 
Paenibacillus 
acillus chinjuensis 


NR_025005.1 


Thermoflavimicrobium 


2452794 2454268 Thermoflavimicrobium 


dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 


305824 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


305824 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


305824 Bacteria_16S 


campinasensis str 
campinasensis Bac 


305824 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


305824 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


2493445 2493410 50 85 gi 
ain 109 16S ribosomal RNA, partial seque 
teria; Actinobacteria; Actinobacteridae; 
e; Tetrasphaera. 

2550434 2550395 46 85 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2642666 2642627 46 85 gi 
ain 324 16S ribosomal RNA, partial seque 
teria; Firmicutes; Bacillales; Paenibaci 
2696539 2696500 46 85 gi 
rain TH13 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacillac 
2699665 2699642 49 72 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellaceae 


219857387 
nce 
Actinomycetales; 


219857343 
partial 
es; 
219857229 
nce 
llaceae; 
219857190 
uence 
eae; 
219857188 
2699606 27 


, 


ref|NR_024975.1 
2493400 249486 
Microc 


ref |NR_024931.1 
sequence 255039 
Bacillaceae; Bacillu 
ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref|NR_024818.1 

2696496 269800 
Anoxybacillus. 
ref|NR_024816.1 
010 
Prevotella. 


305824 Bacteria_16S 
pomorum strain 3A 16S 
Bacteria; Firmicutes; 
305824 Bacteria_16S 
narugense strain Na82 
Bacteria; Firmicutes; 
305824 Bacteria_16S 
glycanilyticus strain 
glycanilyticus Bacter 
305824 Bacteria_16S 


2722223 2722184 46 


ribosomal RNA, partial sequence 
Bacillales; Alicyclobacillaceae; 


2738860 2738825 50 


16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Clostridia; 
2777789 2777750 46 


DS-1 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


ia; Firmicutes; 


Bacillales; 


85 219857173 


27221 


gi 


85 219857161 


27388 


gi 


85 gi|]219857131 


Alicyclobacillus. 


Thermodesul 


ref|NR_024801.1 
61 2723688 Alicyc 


ref|NR_024789.1 
10 2740172 Thermo 
fobiaceae; T 
ref|NR_024759.1 
2777747 277920 
Paenibacillus. 


cycloheptanicus s 
cycloheptanicus B 


305824 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


305824 Bacteria_16S 
strain DSM11031 1 
Firmicutes; Bacil 
305824 Bacteria_16S 
strain IFO15718 1 
Firmicutes; Bacillale 
305824 Bacteria_16S 

strain JCM9070 16 
Firmicutes; Bacillale 
305824 Bacteria_16S 

strain IAM 14851 


305824 Bacteria_16S 


brevicatena strain YU 720-21 16S ribosomal RNA, partial 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
305824 Bacteria_16S 


6S ribosomal RNA, partial sequence 
Bacillus. 


Ss; Bacillaceae; 
2881541 2881502 46 


S ribosomal RNA, partial sequence 
Bacillus. 


Ss; Bacillaceae; 
2901119 2901084 50 


2943652 2943617 50 


2954212 2954181 50 


2785281 2785242 46 85 gi|219857126|ref|NR_024754.1 
train DSM 4006 16S ribosomal RNA, partial sequence 2785219 278673 
acteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicycloba 

2786848 2786809 46 85 gi|219857125|ref|NR_024753.1 
CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyc 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

2870534 2870495 46 85 gi| 219856877 |ref|NR_024696.1 
6S ribosomal RNA, partial sequence 2870477 28720 
lales; Bacillaceae; Bacillus. 

2875276 2875237 46 85 gi|219856874|ref|NR_024693.1 


2875223 28767 
85 gi| 219856870 
2881499 28830 
85 


gi|219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


85 gi| 219856827 
sequence 
Actinomyc 
81 gi| 219856820 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 29556 


305824 Bacteria_16S 


Bacillale 
305824 Bacteria_16S 


Firmicutes; 


Bacteria; Firmicutes; 
305824 Bacteria_16S 


2999914 2999875 46 85 gi| 219846923 

strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 
S; Bacillaceae; Geobacillus. 

3001480 3001441 46 85 gi| 219846922 

thermoruber strain BT2 16S ribosomal RNA, partial sequence 30014 

Bacillales; Paenibacillaceae; Brevibacillus 

3019524 3019485 45 84 gi| 219846910 

ribosomal RNA, partial sequence 3019481 30209 


strain HN3-7 16S 
Deinococcus-Thermus; 
305824 Bacteria_16S 
thiosulfatigenes 
thiosulfatigenes Bact 
305824 Bacteria_16S 

strain GraMall 16S ri 
Proteobacteria; 
305824 Bacteria_16S 


Deinococci; Thermales; 
3027058 3027027 50 


eria; Firmicutes; 
3051476 3051441 50 
bosomal RNA, 


3065127 3065088 45 


Thermaceae; 


Thermus. 


81 gi| 219846905 


strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 30285 
Clostridia; 


Clostridiales; 


85 gi| 219846887 


complete sequence 3051418 30529 
Deltaproteobacteria; Desulfuromonadales; 


actinosclerus strain 1187 16S ribosomal RNA, partial sequence 


actinosclerus Bacteri 
Hymenobacter. 
305824 Bacteria_16S 


a; Bacteroidetes; 


3066618 3066579 46 


ref|NR_024689.1 


ref |NR_024674.1 
Microbacteriac 
ref|NR_024646.1 

2943614 294507 
etales; Frankine 
ref |NR_024639.1 
Gordoniacea 


ref|NR_026515.1 


ref |NR_026514.1 
33 3002946 Brevib 


ref |NR_026502.1 


ref|NR_026497.1 
3 
Peptococcaceae; 


ref |NR_026479.1 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Paenibacillus 
1 Paenibacillus 


Anoxybacillus 
1 Anoxybacillus 


Prevotella salivae 


98 Prevotella salivae Bacteria; 


Alicyclobacillus 
lobacillus pomorum 


Thermodesulfobium 

desulfobium narugense 

hermodesulfobium. 
Paenibacillus 

8 Paenibacillus 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


e; Gordonia. 
Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Brevibacillus 
acillus thermoruber 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


Pelobacteraceae; Malonomonas. 
84 gi|219846878|ref|NR_026470.1| Hymenobacter 
3065078 3066522 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
85 gi|219846877|ref|NR_026469.1| Gemella palaticanis 


strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 


Firmicutes; Bacillales; Bacillales Family XI. 


Incertae Sedis; 


Gemella. 


305824 Bacteria_ 


sulfexigens strai 
sulfexigens Bacte 


Desulfocapsa. 
305824 Bacteria_ 


proteolyticus str 
proteolyticus Bac 


305824 Bacteria_ 


strain BN6 16S ri 
Proteobacteria; Alphaproteobacteria; 


305824 Bacteria_ 


strain ATCC 43185 
Ba 


Bacteroidetes; 
305824 Bacteria_ 


strain DSM 2062 1 


305824 Bacteria_ 


strain 6843 DSM 1 


bosomal RNA, partial sequence 
Sphingomonadales; 
3392229 3392206 49 72 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
16S 3393711 3393676 50 


16S 


85 gi 


16S 3478073 3478038 50 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


305824 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; 


glomerans strain 


glomerans PW2 Bac 
Coriobacteriaceae 
305824 Bacteria_16S 


strain DSM 20425 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
305824 Bacteria_16S 3520446 3520411 50 85 gi|219846562|ref|NR_026154.1 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 352188 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; P 
Pelobacter. 

305824 Bacteria_16S 3535627 3535588 46 85 gi|219846552|ref|NR_026144.1 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus hal 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

305824 Bacteria_16S 3543435 3543396 46 85 gi| 219846547 |ref|NR_026139.1 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

305824 Bacteria_16S 3548077 3548042 49 84 gi|219846544|ref|NR_026136.1 
cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 3548038 354952 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonada 
305824 Bacteria_16S 3592231 3592200 47 78 gi|219846513|ref|NR_026105.1 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 3599931 3599896 50 85 gi| 219846506 |ref|NR_026098.1 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 

Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 

305824 Bacteria_16S 3609034 3608995 46 85 gi|219846499|ref|NR_026091.1 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 

Firmicutes; Bacillales; Planococcaceae; Planococcus. 

305824 Bacteria_16S 3610514 3610475 46 85 gi|219846498|ref|NR_026090.1 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

305824 Bacteria_16S 3613542 3613507 50 85 gi|219846496|ref|NR_026088.1 


strain NCFB 2890 
Firmicutes; Lacto 


305824 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


305824 Bacteria_16S 


restrictus strain 
restrictus Bacter 


305824 Bacteria_16S 


D 
305824 Bacteria_16S 


3488710 3488675 50 85 gi 
eltaproteobacteria; Desulfuromonadales 
3496251 3496213 46 84 gi 
DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; 
Coriobacterium. 


3502138 3502103 50 


’ 


85 gi 


bacillales; Carnobacteriaceae; Alloioc 
3640714 3640679 50 85 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3665181 3665146 50 85 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3680413 3680378 49 84 gi 


v 


filamentus strain 215 16S ribosomal RNA, partial sequen 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriale 
305824 Bacteria_16S 3684845 3684810 50 85 gi 


chlororespirans s 
chlororespirans B 


305824 Bacteria_16S 
michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 


train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3768470 3768439 50 81 gi 


Bacteroidace 


Coriobacteridae 


16S 3135590 3135555 50 85 gi|219846831|ref|NR_026423.1 
n SB164P1 16S ribosomal RNA, partial sequence 3135552 313703 
ria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Des 
16S 3169077 3169038 45 84 gi|219846808|ref|NR_026400.1 
ain DSM 20540 16S ribosomal RNA, partial sequence 3169032 317049 
teria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococc 
16S 3311594 3311559 50 85 gi|219846712|ref|NR_026304.1 


3311548 33129 
hingomon 


Sp 
219846650 


ae; 
219846649 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219846590 


6S ribosomal RNA, partial sequence 3478022 34794 
mycineae 


no 
219846583 


6S ribosomal RNA, partial sequence 3488653 34901 
Desulfur 


219846578 
equence 


, 


219846574 


16S ribosomal RNA, partial sequence 3502100 35035 


16S ribosomal RNA, partial sequence 3613485 36150 


occus. 
219846478 
quence 

e; 


219846461 
quence 
les; Pepto 
219846450 
ce 36803 
s; Flavoba 
219846447 
sequence 
ridiales; 
219846385 


33921 
Bacter 


occineae 


Coriobac 


Actinomycet 


adaceae; Sphingo 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref|NR_026241.1 
, Br 
ref 


evibacteriac 
NR_026182.1 
; Actinomycetace 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026170.1 
3496207 349764 
teriales; Coriob 


ref|NR_026166.1 


09 Alloiococcus 


ref|NR_026070.1 
3640656 364213 
ales; Strept 


ref|NR_026053.1 
3665143 366662 
coccaceae; Dehal 
ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref|NR_026038.1 
3684807 368631 
Peptococcaceae; 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Bacteroides caccae 
oides caccae Bacteria; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Desulfuromusa bakii 
bakii Bacteria; 

ulfuromusa. 
Coriobacterium 

1 Coriobacterium 

acterineae; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Pelobacter 

2 Pelobacter 

elobacteraceae; 


Bacillus halmapalus 


mapalus Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Dehalobacter 

8 Dehalobacter 
obacter. 
Polaribacter 
bacter filamentus 
ribacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 


ref|NR_025976.1 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 


305824 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


305824 Bacteria_16S 


salegens strain D 
salegens Bacteria 


305824 Bacteria_16S 
16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
305824 Bacteria_16S 


strain IFO 15965 


okeanokoites stra 
okeanokoites Bact 


305824 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


305824 Bacteria_16S 


strain KMM 6050 1 
Bacteroidetes; Fl 


305824 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


305824 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


305824 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


305824 Bacteria_16S 


vulcanalis strain 
Bacteria; Firmicu 


305824 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; G 


305824 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


305824 Bacteria_16S 


strain AS 4.1860 


strain BC-3 16S r 
Tenericutes; Moll 


305824 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


305824 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


305824 Bacteria_16S 


strain KMM 3637 1 


Actinobacteria; Actinoba 
305824 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


305824 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


305824 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


305824 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


305824 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


305824 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


ki 
3929893 3929854 46 85 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3959337 3959298 46 85 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 

3985750 3985719 50 


1 
ca 


81 gi 


avobacteria; Flavobacteriales; Flavobact 
4030901 4030866 50 85 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4032451 4032416 50 85 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034005 4033970 50 85 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4047608 4047569 46 85 gi 
CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
4067067 4067036 46 77 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
4068599 4068568 46 77 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
4074639 4074616 46 69 


al 


al 


Lt 
e; 


en 
Al 


Coxie 


gi 
Coxie 
gi 


ne 
4079300 4079261 45 84 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4082390 4082351 46 85 gi 
2301083 16S ribosomal RNA, partial seq 
a; Firmicutes; Bacillales; Paenibacill 
4085382 4085347 50 85 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
4120012 4119977 50 85 gi 
6S ribo 


gi 
ta 


ue 
ac 


ea 


cteridae; Actinomycetales; Micr 
4135240 4135201 45 84 gi 
rain MQ-4 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; 
4136805 4136766 45 84 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4138371 4138332 45 

in EA-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 
4139937 4139898 45 84 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4141503 4141464 45 84 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4143067 4143028 45 84 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


oc 


eq 
Entomop 

gi 
Spiroplasmata 
84 gi 
ue 
la 


eq 
as 


ta 


Spiroplasmata 


219846274 
219846252 
3959295 39607 


219846234 
6S ribosomal RNA, partial sequence 3985718 39871 


219846202 


219846201 


219846200 


219846188 
219846174 
4067035 40 


219846173 
4068567 40 


219846169 
16S ribosomal RNA, partial sequence 4074613 40 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


305824 Bacteria_16S 219846166 


4079234 40 
219846164 
219846162 
4085324 40 


219846137 
somal RNA, partial sequence 4119951 41 


219846123 
219846122 
4136739 41 


219846121 


219846120 


219846119 
4141437 41 


219846118 
4143001 4144516 Spiroplasma litorale Bacteria; 


Cryptosporangiacea 
ref |NR_025864.1 
3929851 393132 
anomicrobium. 


ref |NR_025842.1 


neae; 


sequence 
ceae; Pl 


ref |NR_025824.1 


; Gramella. 
ref|NR_025792.1 
56 4032350 Glycom 
omycineae; Glyco 
ref|NR_025791.1 
01 4033899 Glycom 
omycineae; Glyco 
ref|NR_025790.1 
ial sequence 403395 
Actinomycetales; Glycom 


eriaceae 


40308 


es; Glyc 


40324 


es; Glyc 


ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025764.1 


ce 40 
icycl 


475 
oba 


685 
ae; icella. 


NR_025763.1 


llace Aqu 
ref 
700 
ae; icella. 


NR_025759.1 


llace Aqu 
ref 
760 
rin Nocardiacea 
NR_025756.1 


bacte eae; 
ref 
807 
Spiroplasma. 
ref|NR_025754.1 
4082348 408382 
nibacillus. 


ref|NR_025752.1 


ceae; 


nce 
eae; Pae 
868 


e; ntropho 


ref 


monas. 
NR_025727.1 


Sy 


214 
eae 


, Br 
ref 

4 
es; 
ref 


evibacteriac 
NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


occin 


uence 
lasmatal 
382 
Sp lasma. 
ref|NR_025711.1 
4138305 413982 

; Spiroplasmatac 
ref|NR_025710.1 
4139871 414138 
Spiroplasmatace 
ref|NR_025709.1 


ceae; irop 
nce 


smatales 


uence 


matales; 


429 


ceae; Spiroplasma. 


77 Bacillus firmus Bacteria; 


3772973 3772942 50 81 gi|219846382|ref|NR_025973.1| Desulfuromonas 

SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 

acteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
3813911 3813884 49 76 gi|219846353|ref|NR_025944.1| Salegentibacter 

SM 5424 16S ribosomal RNA, partial sequence 3813879 3815349 Salegentibacter 

; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
3902361 3902322 46 85 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Planomicrobium 
2 Planomicrobium 


Bacillus firmus strain 
Firmicutes; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Glycomyces algeriensis 
yces algeriensis 
mycetaceae; Glycomyces. 
Glycomyces arizonensis 
yces arizonensis 
mycetaceae; Glycomyces. 
Glycomyces 
0 4035456 Glycomyces 
ycineae; 


Alicyclobacillus 
lobacillus vulcanalis 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Paenibacillus 
2 Paenibacillus 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


ref|NR_025708.1 


ceae; Spiroplasma. 


Spiroplasma litorale 


305824 Bacteria_ 


leptinotarsae str 
leptinotarsae Bac 


305824 Bacteria_ 


lampyridicola str 
lampyridicola Bac 


305824 Bacteria_ 


strain M55 16S ri 


Tenericutes; Moll 
305824 Bacteria_16S 
strain TABS-2 16S 
Tenericutes; Moll 
305824 Bacteria_16S 
strain CUAS-1 16S 
Tenericutes; Moll 


305824 Bacteria_ 
strain AES-1 16S 


Tenericutes; Moll 


305824 Bacteria_ 


strain EC-1 16S r 
Tenericutes; Moll 
305824 Bacteria_16S 
chrysopicola stra 
chrysopicola Bact 
305824 Bacteria_16S 
strain CCH 16S ri 
Tenericutes; Moll 
305824 Bacteria_16S 
alleghenense stra 
alleghenense Bact 
305824 Bacteria_16S 
strain PIMN-1 16S 
Tenericutes; Moll 
305824 Bacteria_16S 
strain G2 16S rib 


Firmicutes; 


Firmicutes; Bacil 


305824 Bacteria_16S 
umidischolae stra 
umidischolae Bact 


Nocardiopsaceae; 


305824 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


305824 Bacteria_16S 


Bacil 
305824 Bacteria_16S 
strain N-3 16S ri 


laceae; Anaerobacillus. 


3113 3087 50 76 gi 


265679061 


16S 4144633 4144594 45 84 gi|219846117|ref|NR_025707.1| Spiroplasma 

ain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 

teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

16S 4146200 4146161 45 84 gi|219846116|ref|NR_025706.1| Spiroplasma 

ain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 

teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

16S 4147765 4147726 45 84 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4149330 4149291 45 84 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4152313 4152274 45 84 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 

ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
16S 4153879 4153840 45 84 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
16S 4155444 4155405 45 84 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4157010 4156971 45 84 gi|219846109|ref|NR_025699.1| Spiroplasma 
in DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4158576 4158537 45 84 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
bosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4160141 4160102 45 84 gi|219846107|ref|NR_025697.1| Spiroplasma 
in PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4184506 4184467 45 84 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 

ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

4196670 4196631 46 85 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
osomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
lales; Bacillaceae; Anoxybacillus. 

4211704 4211665 46 85 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
bosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
lales; Bacillaceae; Geobacillus. 

4216349 4216326 46 69 gi|219846063|ref|NR_025653.1| Nocardiopsis 
in 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

4220938 4220899 46 85 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 

4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 


ref |NR_029369.1| Legionella erythra 


strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

305824 Bacteria_16S 19674 19640 50 84 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

305824 Bacteria_16S 28818 28780 47 85 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

305824 Bacteria_16S 33478 33444 50 84 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
305824 Bacteria_16S 63650 63616 50 84 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
305824 Bacteria_16S 65199 65169 50 80 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

305824 Bacteria_16S 99894 99856 47 85 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

305824 Bacteria_16S 101484 101446 47 85 gi|265678995|ref|NR_029303.1| Aneurinibacillus 


thermoaerophilus 


strain L420-91 16S ribosomal RNA, 


partial sequence 101441 102925 Aneurinibacillus 


thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 


305824 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


305824 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


305824 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


305824 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


305824 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


305824 Bacteria_16S 


proteoclasticum s 
proteoclasticum B 


305824 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


305824 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


305824 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


305824 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


305824 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


305824 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


305824 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


305824 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


305824 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


305824 Bacteria_16S 


strain Wt/la 16S 
Deinococcus-Therm 


305824 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


305824 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


305824 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


305824 Bacteria_16S 


valerianellae str 
valerianellae Bac 


305824 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


305824 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


305824 Bacteria_16S 


defluvii strain B 


109005 108975 50 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
112088 112054 51 85 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
113686 113652 51 85 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
124398 124360 47 85 gi 
in NSP M-1 16S ribosomal RNA, partial 
eria; Nitrospirae; Nitrospirales; Nitr 
255738 255704 50 84 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
270728 270694 50 84 gi 
train B316 16S ribosomal RNA, complete 
acteria; Firmicutes; Clostridia; Clost 
302565 302531 50 84 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
320752 320714 47 85 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
323936 323914 49 71 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
330048 330014 50 84 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
345536 345498 47 85 
osomal RNA, partial sequence 
lales; Paenibacillaceae; Brevibacillus 
347005 346967 47 85 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
413780 413742 47 85 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; Lacto 
452282 452244 46 84 gi 
S ribosomal RNA, 
lales; Macrococcus. 
481228 481194 50 84 gi 
ain Ben 117 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 


80 gi 


gi 


528784 528750 50 84 
ribosomal RNA, partial sequence 
us; Deinococci; Deinococcales; 
534846 534812 50 84 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
565439 565401 46 84 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; 


gi 


Deinoco 
gi 


F 


569979 569945 50 84 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
575921 575887 50 84 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
587940 587906 50 84 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
605961 605923 47 85 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 


gi 


265678989 


108968 110448 Kocur 


ococcaceae 
265678987 


112043 11359 


s; Syntrop 
265678986 


113641 11518 


s; Syntrop 
265678979 
sequence 
ospiraceae 
265678891 
ence 25570 
riales; Bu 
265678879 
sequence 
ridiales; 
265678858 


302503 30397 


elotrichac 
265678846 
sequence 

illaceae; 

265678844 
ce 32386 
ae; Prevot 
265678840 


329993 33159 


265678827 


345474 34689 


265678826 
ial sequen 
illaceae; 
265678778 
equence 
bacillacea 
265678752 


complete sequence 452220 45376 


265678730 
sequence 
ria; Rhodo 


265678699 


528726 53019 


ccaceae; D 
265678695 


534808 53626 


xibacterac 
265678675 

sequence 

lavobacter 


265678672 


569932 57142 


ingobacter 
265678668 
al sequenc 
ria; Burkh 
265678660 


587905 58931 


rkholderia 
265678647 
nce 60592 
cillus. 

265678637 


621271 621233 46 84 gi 
2 16S ribosomal RNA, partial sequence 


ref 
iav 
7 Ko 
ref 


NR_029297.1 
arians Bacte 
curia. 
NR_029295.1 


Kocuria varians strain 
ria; Actinobacteria; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


hace 
ref 


ae; Syntroph 
NR_029294.1 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


haceae; Syntroph 
ref |NR_029287.1 

124349 125867 
; Nitrospira. 
ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 


7218 
nospiraceae; 


NR_029164.1 


Lach 
ref 


us. 
Nitrospira 
Nitrospira 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Clostridium 
Clostridium 
Butyrivibrio. 
Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


eae. 
4 


NR_029149.1 
9 325347 P t 
ella. 
ref|NR_029145.1 


Bacillus 
Bacillus 


Prevotella disiens 
ella disiens Bacteria; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


ref |NR_029132.1 
2 Brevibacillus 


ref |NR_029131.1 
ce 346943 348361 
Brevibacillus. 
ref|NR_029083.1 

413724 415278 
e; Lactobacillu 
ref|NR_029057.1 


Ss. 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Lactobacillus 
Lactobacillus 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


ref|NR_029035.1 
481171 482647 
cyclales; Rhodoc 


ref|NR_029004.1 


Quatrionicoccus 
Quatrionicoccus 
yclaceae; 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


eino 
ref 


coccus. 
NR_029000.1 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


eae; Arcicella. 
ref |NR_028980.1 
565378 566823 
iales; Flavobact 


ref |NR_028977.1 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


iaceae; Pedobact 
ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028952.1 
0 607435 Oceano 


ref|NR_028942.1 


er. 
Acidovorax 
Acidovorax 
monadaceae; Acidovorax. 
Burkholderia tropica 


tropica Bacteria; 


eis 
Oceanobacillus 
bacillus picturae 


Chryseobacterium 


621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 


305824 Bacteria_16S 718081 718043 47 85 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

305824 Bacteria_16S 738007 737973 50 84 gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

305824 Bacteria_16S 756855 756821 50 84 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
305824 Bacteria_16S 761319 761281 47 85 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

305824 Bacteria_16S 822678 822644 50 84 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
305824 Bacteria_16S 845612 845578 50 84 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

305824 Bacteria_16S 872853 872819 50 84 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
strain N-1 16S ribosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

305824 Bacteria_16S 892286 892252 50 84 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

305824 Bacteria_16S 893821 893787 50 84 gi| 265678448 |ref|NR_028750.1| Pandoraea pulmonicola 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

305824 Bacteria_16S 895356 895322 50 84 gi| 265678447 |ref|NR_028749.1| Pandoraea apista 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 896802 Pandoraea apista Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

305824 Bacteria_16S 898501 898463 47 85 gi|265678445|ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

305824 Bacteria_16S 920202 920168 50 84 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 

305824 Bacteria_16S 935618 935584 51 85 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

305824 Bacteria_16S 948032 947998 50 84 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

305824 Bacteria_16S 949593 949559 50 84 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

305824 Bacteria_16S 951150 951116 50 84 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

305824 Bacteria_16S 952701 952667 50 84 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

305824 Bacteria_16S 954263 954229 50 84 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

305824 Bacteria_16S 981686 981648 45 83 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 


strain BARC318 16 
Tenericutes; Moll 


305824 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


305824 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 


Pseudoalteromonas. 
305824 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


S ribosomal RNA, 


305824 Bacteria_16S 
strain 7-1 16S ribosomal RNA, partial sequence 


complete sequence 981620 98314 


icutes; Entomoplasmatales; Entomoplasmataceae; E 
1001898 1001864 50 84 gi| 265678376 
ibosomal RNA, partial sequence 1001834 10033 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1004903 1004877 46 72 gi| 265678374 
ain F12-50-Al 16S ribosomal RNA, partial sequenc 
teria; Proteobacteria; Gammaproteobacteria; Alte 
1035299 1035265 50 84 gi| 265678354 
bosomal RNA, partial sequence 1035238 10367 
etaproteobacteria; Burkholderiales; Oxalobactera 
1036845 1036811 50 84 gi| 265678353 


ref 


, Az 
ref 


ref 


ref 


1 Entomoplasma 
ntomoplasma. 


e 1004861 10063 
romo 


NR_028678.1 


ovibrio. 
NR_028676.1 
0 
e 


nadales; Ps 


NR_028656.1 


; Herbaspiri 


freundtii Bacteria; 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
ceae 


llum. 


NR_028655.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 


Curvibacter gracilis 


1036784 1038267 Curvibacter gracilis Bacteria; 


305824 Bacteria_16S 
quisquiliarum str 


quisquiliarum Bac 


305824 Bacteria_16S 
acidiphilus strai 
acidiphilus Bacte 
305824 Bacteria_16S 
n JCM 10188 16S ribosomal RNA, partial 


aerofaciens strai 


aerofaciens Bacte 


Coriobacteriaceae 


305824 Bacteria_16S 


strain Ter6 16S r 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 
305824 Bacteria_16S 1154637 1154599 47 85 gi| 253680753 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 11561 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
305824 Bacteria_16S 1204729 1204695 50 84 gi| 228715355 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 12061 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Cori 
Collinsella. 

305824 Bacteria_16S 1281308 1281270 45 83 gi| 219846087 


strain PYAN-1 16S 
Tenericutes; Moll 


305824 Bacteria_16S 


strain LMG 20598 
Proteobacteria; B 
cellulosolvens 6 

Bacteria; Firmicu 


305824 Bacteria_16S 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
305824 Bacteria_16S 
ain E264 16S ribosomal RNA, 
Proteobacteria; 


subsp. urealyticu 
capitis subsp. ur 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


305824 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


305824 Bacteria_16S 
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Proteobacteria; B 


1046083 1046045 47 
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1062760 1062722 47 


1109316 1109282 50 


ria; Actinobacteria; 
Collinsella. 


, 


1145650 1145616 50 


icutes; 
1282838 1282804 50 


1302507 1302485 47 
tes; Clostridia; 
1319361 1319323 47 


1358963 1358929 50 


4 Bacteria; 
udomallei group. 

1360518 1360484 51 
10331 16S ribosomal RNA, 


; Acidimicrobium. 


1372601 1372567 50 


1375703 1375669 50 


ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
305824 Bacteria_16S 


85 gi 


ain BLx 16S ribosomal RNA, partial sequence 


n TA-67 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclob 


Bacillales; Bacillaceae; Cera 
85 gi| 265678335 
acillaceae 

84 gi| 265678302 

sequence 

Coriobacteridae; Coriobacte 
84 gi| 253680759 


Entomoplasmataceae; 


84 gi 


16S ribosomal RNA, partial sequence 1282800 12842 
etaproteobacteria; Burkholderiales; Bu 
305824 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 
Clostridiales; 


69 gi 
Eubact 


85 gi 


a; Actinobacteria; Acidimicrobidae; Ac 


naphthalenivorans CJ2 16S ribosomal RNA, partial sequen 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkh 


305824 Bacteria_16S 
strain STM678 16S ribosomal RNA, partial sequence 


1387702 1387668 50 


ales; Stap 
84 gi| 228720024 
partial sequence 

Betaproteobacteria; 
85 gi| 228719712 

complete sequence 13604 

idimicrobi 

84 gi| 228717983 

1372563 13740 

rkholderia 

84 gi| 228717818 

ce 13756 

olderiales 

84 gi|228716720 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


305824 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


305824 Bacteria_16S 
ain K601 16S ribosomal RNA, 
Proteobacteria; 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


305824 Bacteria_16S 
51271 16S ribosomal RNA, 


Firmicutes; Clost 


strain PC80 16S r 
Firmicutes; Clost 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 


strain B8 16S rib 
Proteobacteria; B 


1472450 1472416 50 
1 RNA, partial sequence 


1480199 1480165 50 
1 Bacteria; 


1498305 1498271 50 


1519192 1519170 47 


1532953 1532919 50 


1548216 1548182 50 


1551148 1551114 50 


complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
305824 Bacteria_16S 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
305824 Bacteria_16S 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

305824 Bacteria_16S 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
305824 Bacteria_16S 


84 gi 


1472412 1473865 Burkh 
etaproteobacteria; Burkholderiales; Bu 


84 gi 
partial se 
Betaproteo 


84 gi 


1498269 1499735 Caton 


69 gi 


84 gi 


84 gi 


84 gi 


1145612 11470 


1281261 12827 


1387667 13891 


265678347 


E 
219846066 


rkholderia 
219846514 


eriaceae; 
228715347 
artial seq 


ref |NR_028649.1 
1046039 10475 

sibacillus. 

ref |NR_028637.1 
1062699 10642 

; Alicyclobacil 

ref |NR_028604.1 
1109258 11107 

riales; 


ref |NR_028007.1 
64 Collimonas fu 
ceae; Collimona 
ref|NR_028001.1 
00 Oceanobacillu 


ref|NR_027527.1 
28 Collinsella s 
obacterineae; C 


ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholde 
ref|NR_026106.1 
66 Eubacterium c 
Eubacterium. 
ref|NR_027519.1 
uence 13193 
hylococcus. 
ref|NR_027587.1 
1358923 13604 
Burkholderiales 


ref|NR_027584.1 


’ 


ales 


ref|NR_027569.1 
50 Burkholderia 
ceae; 
ref|NR_027567.1 
65 1377116 Polar 
; Comamonadacea 

NR_027554.1 


ref 
46 Burkholderia 


2 


3 


1 


2 
Coriobac 


Ss 


fo} 


r 


0 


1 


, 


Burkholder 


Cerasibacillus 
2 Cerasibacillus 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Collinsella 
0 Collinsella 
terineae; 


Collimonas fungivorans 

ngivorans Bacteria; 
Oceanobacillus 

s iheyensis HTE831 


Collinsella stercoris 
tercoris DSM 13279 
riobacteriaceae; 


Entomoplasma somnilux 
somnilux Bacteria; 


Burkholderia hospita 
hospita Bacteria; 
ia. 

Eubacterium 
ellulosolvens 6 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Burkholderia 
0 Burkholderia 


Burkholderiaceae; 


Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 
Acidimicro 


bineae; 


Burkholderia unamae 
unamae MTI-641 Bacteria; 
ia. 

Polaromonas 


omonas naphthalenivorans 
e 


; Polaromonas. 


Burkholderia tuberum 
tuberum STM678 Bacteria; 


rkholderiaceae; Burkholderia. 
224581402|ref|NR_024882.1| Burkholderia ambifaria 
olderia ambifaria AMMD Bacteria; 
rkholderiaceae; Burkholderia; Burkholderia cepacia 
219878371|ref|NR_025510.1| Alicycliphilus 
quence 1480151 1481652 Alicycliphilus 
bacteria; Burkholderiales; Comamonadaceae; 
219846656 |ref|NR_026248.1| Catonella morbi ATCC 
ella morbi ATCC 51271 Bacteria; 
Catonella. 
219857617|ref|NR_025206.1| Hespellia porcina 
1519166 1520614 Hespellia porcina Bacteria; 
Hespellia. 
219857425|ref|NR_025013.1| Burkholderia 
sequence 1532915 1534322 Burkholderia 
a; Burkholderiales; Burkholderiaceae; 
219857245|ref|NR_024875.1| Aquabacterium commune 
1548180 1549595 Aquabacterium commune Bacteria; 
uabacterium. 
219857243|ref|NR_024871.1| Aquabacterium 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 


305824 Bacteria_16S 


strain LMG 22166 
Firmicutes; 


strain LMG 22165 


Bacil 
305824 Bacteria_16S 


1582660 1582622 47 85 gi 
Viridibacillus. 
85 gi 


lales; Planococcaceae; 


1584216 1584178 47 


219878489 
16S ribosomal RNA, partial sequence 1582619 15841 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 


ref|NR_025628.1| Viridibacillus arenosi 
24 Viridibacillus arenosi Bacteria; 
ref|NR_025627.1| Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

305824 Bacteria_16S 1617853 1617819 50 84 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

305824 Bacteria_16S 1619376 1619342 50 84 gi| 219878463 |ref|NR_025602.1| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

305824 Bacteria_16S 1620899 1620865 50 84 gi| 219878462 |ref|NR_025601.1] Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

305824 Bacteria_16S 1636053 1636015 47 85 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 


Bacillales; Bacil 


305824 Bacteria_16S 


R-15447 16S ribos 


laceae; Bacillus. 
1637544 1637506 47 
omal RNA, partial sequence 


85 gi 


219878451 
1637503 1638932 Bacil 


Bacillus vireti strain 
ria; Firmicutes; 


ref 
lus 


NR_025590.1 
vireti Bacte 


Bacillales; Bacillaceae; Bacillus. 

305824 Bacteria_16S 1645231 1645205 46 72 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

305824 Bacteria_16S 1669697 1669663 50 84 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 


Firmicutes; 


Tepidiphilus. 


305824 Bacteria_16S 
karajensis strain 
Firmicu 
305824 Bacteria_16S 


Bacteria; 


strain AJ2502 16S 
Bacteroidetes; Sp 


305824 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 


305824 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


305824 Bacteria_16S 


decolorationis st 
decolorationis Ba 


305824 Bacteria_16S 


necropolis strain 
necropolis Bacter 


305824 Bacteria_16S 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


305824 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


305824 Bacteria_16S 


limicola strain G 
limicola Bacteria 


305824 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


305824 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


305824 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


305824 Bacteria_16S 


Clost 
305824 Bacteria_16S 
margaritifer stra 
margaritifer Bact 


ridia; Clostridiales; Clostridiaceae; Cl 
1686244 1686210 50 84 gi 
in N2-214 16S ribosomal RNA, partial s 


eria; Proteobacteria; Betaproteobacter 


1701753 1701715 47 85 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1715415 1715381 50 84 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1718491 1718457 50 84 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
1789611 1789573 47 85 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1801829 1801791 47 85 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1803382 1803344 47 85 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1817228 1817194 50 84 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


nc 
11 


Sphin 


gi 


in 


s 
ae 


ia 
ac 


s 
e; 


al 
Ss 


1823352 1823314 47 
16S ribosomal RNA, complete sequence 
tes; Bacillales; Bacillaceae; Halobaci 
1829375 1829341 50 84 gi 
olChil 16S ribosomal RNA, complete seq 
; Proteobacteria; Betaproteobacteria; 
1836991 1836953 47 85 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1838554 1838516 47 85 gi 


85 gi 
11 


ue 
Rh 


s 
to 


bacillales; Lactobacillaceae; Lactobacil 
1878098 1878064 50 84 gi 
n CS-K2 16S ribosomal RNA, partial seq 


ria; Proteobacteria; Betaproteobacteri 


ue 
a; 


uence 


, 


219878406 


e 17017 


us. 


219878397 
1715372 17168 
gobacter 
219878395 
1718445 17199 
gobacter 
219878342 


equence 


, 


eae; Bac 


219878333 


equence 


sequenc 


219878320 


18233 
us. 


219878316 


nce 
odocycla 


219878310 


equence 
bacillac 


219878309 
6S ribosomal RNA, partial sequence 1838512 18400 


lus. 


219878282 


nce 
Burkhol 


1919127 1919089 46 84 gi 


219878248 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 


ostridiu 
219878417 
eq 


ia; Hydrog 


Virgib 
219878334 
1 sequen 


Virgiba 
219878324 


phingoba 


m. 
ref|NR_025556.1 

1686206 168766 
enophilales; Hyd 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


ref|NR_025545.1 
02 1703230 Haloba 


Halobacillus 
cillus karajensis 


ref|NR_025536.1| Pedobacter piscium 
65 Pedobacter piscium Bacteria; 
iaceae; Pedobacter. 
ref|NR_025534.1| Pedobacter cryoconitis 
39 Pedobacter cryoconitis Bacteria; 
iaceae; Pedobacter. 
ref|NR_025481.1| Virgibacillus 
1789570 1791087 Virgibacillus 
acillus. 
ref|NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025472.1 
1803341 180486 
cillus. 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


Bacillus 
0 Bacillus 


Virgibacillus 
2 Virgibacillus 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


ref|NR_025459.1 
01 1824836 Haloba 


Halobacillus trueperi 
cillus trueperi 


ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Lactobacillus 
1 Lactobacillus 
us. 
Lactobacillus hamsteri 
hamsteri Bacteria; 


ref|NR_025421.1 
1878060 187954 
deriales; Burkholderiaceae; Limnobacter. 
ref |NR_025387.1| Chryseobacterium 
1919085 1920553 Chryseobacterium 


Limnobacter 
7 Limnobacter 


305824 Bacteria_ 
strain DSM 12838 
Proteobacteria; 

305824 Bacteria_ 
strain LMG 17489 
Firmicutes; 


D 


Bacil 


16S 1932849 1932815 50 84 gi 


eltaproteobacteria; Desulfovibrionales; 


16S 1945050 1945012 47 85 gi 
Bacillus. 


lales; Bacillaceae; 


219878239 
16S ribosomal RNA, partial sequence 1932811 19342 


Desulfomicro 
219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


ref|NR_025378.1| Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 
biaceae; Desulfomicrobium. 
ref|NR_025370.1| Bacillus fumarioli 

74 Bacillus fumarioli Bacteria; 


305824 Bacteria_16S 1963285 1963251 50 84 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

305824 Bacteria_16S 1966307 1966273 50 84 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

305824 Bacteria_16S 1983075 1983053 47 69 gi| 219878206 |ref|NR_025345.1]| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

305824 Bacteria_16S 2028812 2028778 50 84 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

305824 Bacteria_16S 2048796 2048762 50 84 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

305824 Bacteria_16S 2056469 2056439 50 80 gi| 219878153 |ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

305824 Bacteria_16S 2059555 2059521 47 81 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

305824 Bacteria_16S 2096185 2096159 50 76 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

305824 Bacteria_16S 2118974 2118936 47 85 gi|219857655|ref|NR_025244.1| Halobacillus salinus 


strain HSL-3 16S 
Firmicutes; Bacil 


305824 Bacteria_16S 


strain YIM 21741 
strain DSM 11853 
Proteobacteria; 


campinensis strai 
Bacteria; Proteob 


305824 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


305824 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


305824 Bacteria_16S 


strain IPT10 16S 


Proteobacteria; B 


305824 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


305824 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


305824 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


305824 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


305824 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


305824 Bacteria_16S 


B 
305824 Bacteria_16S 


ribosomal RNA, partial sequence 

lales; Bacillaceae; Halobacillus. 
2227927 2227897 50 80 gi 
oc 
2273863 2273829 50 84 gi 
etaproteobacteria; Burkholderiales; Bu 
2275397 2275363 50 84 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2284569 2284531 47 85 gi 
54 16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2287481 2287447 50 84 
osomal RNA, partial sequence 


nc 
ri 


gi 


ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
2407109 2407071 46 


Porphyromonada 


84 gi 
Flavobact 
gi 


avobacteria; Flavobacteriales; 

2425625 2425587 47 85 

ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
2451284 2451246 47 85 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 


1 
ti 


2118933 21204 


219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
305824 Bacteria_16S 219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
rk 


219857549 


219857542 


219857540 
2287434 22889 


2393419 23948 


219857455 
6S ribosomal RNA, partial sequence 2407067 24085 


219857441 
2425586 24269 


219857418 


occineae 


holderia 


e 22753 
ales; Bu 


22845 


ceae; Po 


eriaceae 


sequence 
nomyceta 


2517642 2517612 50 80 gi 


219857365 


54 Halobacillus salinus Bacteria; 
ref|NR_025168.1| Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 

ref|NR_025137.1| Cupriavidus 

59 2276842 Cupriavidus campinensis 
rkholderiaceae; Cupriavidus. 
ref|NR_025130.1| Bacillus sonorensis 
30 2285939 Bacillus sonorensis Bacteria; 


ref|NR_025128.1| Mesoplasma florum 
33 Mesoplasma florum Ll Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

2329751 2329717 50 84 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

2353862 2353828 51 85 gi|219857491|ref|NR_025079.1| Desulfomonile 
DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
acteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 

2393454 2393432 49 wa gi|219857464|ref|NR_025052.1| Porphyromonas gulae 


84 Porphyromonas 
rphyromonas. 
ref|NR_025043.1| Riemerella columbina 
26 Riemerella columbina Bacteria; 

; Riemerella. 
ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


gulae Bacteria; 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


ref|NR_025006.1| Seinonella 
2451243 2452743 Seinonella 

ceae; Seinonella. 

ref|NR_024953.1| Streptomyces 


2517611 2519099 Streptomyces 
Streptomycineae; 


305824 Bacteria_16S 


ATcC 700122 16S r 
Actinobacteria; C 


305824 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


305824 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


305824 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


305824 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


305824 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


305824 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


305824 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


305824 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


305824 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


305824 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


305824 Bacteria_16S 


MA001 16S ribosom 
Bacillales; Bacil 


305824 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


305824 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


305824 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


305824 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


305824 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


305824 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


305824 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


305824 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


305824 Bacteria_16S 


saccharophila str 
saccharophila Bac 


305824 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


2519188 2519154 50 84 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; 
2531304 2531270 50 84 


gi 


Cori 
gi 


etaproteobacteria; Burkholderiales; Bu 
2544330 2544296 50 84 gi 


etaproteobacteria; Burkholderiales; Co: 
2545891 2545857 50 84 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2618216 2618182 50 84 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2621239 2621201 46 84 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2627374 2627336 47 85 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2645758 2645724 50 84 gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
2647275 2647249 51 77 gi 
DSM 5322 16S ribosomal RNA, partial se 
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ref |NR_024782.1 
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olderiales; Coma 


ref|NR_024758.1 


huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
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Bacillus asahii strain 
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Lactobacillus 
7 Lactobacillus 
Ss. 

Exiguobacterium 
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edis; Exiguobacterium. 
Herbaspirillum 
5 Herbaspirillum 
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Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Diaphorobacter 


5 Diaphorobacter 


monadaceae; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


2867356 286884 


e; Thiothrix. 
ref|NR_024757.1| Thiothrix flexilis 
46 Thiothrix flexilis Bacteria; 
e; Thiothrix. 
ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
ae; Delftia. 
ref|NR_024710.1] Pelomonas 

2848765 2850266 Pelomonas 
olderiales; Comamonadaceae; Pelomonas. 
ref|NR_024702.1| Curvibacter 

2861171 2862678 Curvibacter 
deriales; Comamonadaceae; Curvibacter. 
ref|NR_024698.1| Herbaspirillum 


5 Herbaspirillum 


305824 Bacteria_16S 2872111 2872073 47 85 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

305824 Bacteria_16S 2873688 2873650 47 85 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

305824 Bacteria_16S 2876839 2876801 47 85 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

305824 Bacteria_16S 2879986 2879948 47 85 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

305824 Bacteria_16S 2907255 2907217 47 85 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

305824 Bacteria_16S 2908802 2908764 47 85 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

305824 Bacteria_16S 2970903 2970865 46 84 gi|219846942|ref|NR_026534.1| Pseudomonas 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

305824 Bacteria_16S 2973978 2973940 46 84 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

305824 Bacteria_16S 3013550 3013516 50 84 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

305824 Bacteria_16S 3054579 3054545 50 84 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 

305824 Bacteria_16S 3073970 3073936 50 84 gi|219846872|ref|NR_026464.1| Ferribacterium 
limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 

305824 Bacteria_16S 3120687 3120649 47 85 gi| 219846841 |ref|NR_026433.1| Ammoniphilus 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 3120644 3122140 Ammoniphilus 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
305824 Bacteria_16S 3122234 3122196 47 85 gi|219846840|ref|NR_026432.1]| Ammoniphilus 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

305824 Bacteria_16S 3140092 3140054 47 85 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

305824 Bacteria_16S 3141650 3141612 47 85 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

305824 Bacteria_16S 3144649 3144627 49 71 gi|219846825|ref|NR_026417.1| Prevotella pallens 
strain 10371 16S ribosomal RNA, partial sequence 3144616 3146069 Prevotella pallens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

305824 Bacteria_16S 3146160 3146126 50 84 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

305824 Bacteria_16S 3161538 3161512 51 77 gi|219846814|ref|NR_026406.1| Antarctobacter 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Antarctobacter. 

305824 Bacteria_16S 3166036 3166002 50 84 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
305824 Bacteria_16S 3167556 3167522 50 84 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
305824 Bacteria_16S 3220688 3220654 50 84 gi|219846773|ref|NR_026365.1| Janthinobacterium 
lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 
305824 Bacteria_16S 3222207 3222173 50 84 gi|219846772|ref|NR_026364.1| Janthinobacterium 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 3222170 3223638 Janthinobacterium 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Janthinobacterium. 

305824 Bacteria_16S 3354192 3354158 50 84 gi|219846680|ref|NR_026272.1| Brachybacterium 


tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 


tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; 
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ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 
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19 Ideonella dechloratans Bacteria; 
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42 Clostridium populeti Bacteria; 
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Anaerobiospirillum 
8 Anaerobiospirillum 
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49 Polaromonas vacuolata Bacteria; 
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30 Leptothrix discophora Bacteria; 
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37 Azoarcus tolulyticus Bacteria; 

; Azoarcus. 
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ceae; Sporolactobacillus. 
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85 Rhodoferax fermentans Bacteria; 
ae; Rhodoferax. 
ref |NR_025839.1| Rhodocyclus tenuis 
95 Rhodocyclus tenuis Bacteria; 
; Rhodocyclus. 


ref |NR_025833.1| Duganella zoogloeoides 


strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 


305824 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; Sp 


305824 Bacteria_16S 


halophilus strain 
halophilus Bacter 


305824 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


305824 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


305824 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


305824 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


305824 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


305824 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


305824 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 
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3984283 3984249 50 84 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
6S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
hingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

4097355 4097321 50 84 gi|219846154|ref|NR_025744.1]| Algoriphagus 

JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
ia; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

4118453 4118415 45 83 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
bosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4121582 4121548 50 84 gi|219846135|ref|NR_025725.1| Petrobacter 
strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

4130629 4130591 47 85 gi|219846126|ref|NR_025716.1| Marinibacillus 

SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
tes; Bacillales; Planococcaceae; Marinibacillus. 

4132185 4132147 47 85 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
lales; Bacillaceae; Halobacillus. 

4173844 4173810 50 84 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4179997 4179963 50 84 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 

ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4208632 4208594 47 85 gi|219846069|ref|NR_025659.1| Lentibacillus 
SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
tes; Bacillales; Bacillaceae; Lentibacillus. 

4229897 4229859 47 85 gi| 219846048 |ref|NR_025638.1| Desulfotomaculum 
ubsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
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Bacteria; Firmicu 


305824 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


305824 Bacteria_16S 


amnigena strain A 
Bacteria; Proteob 


305824 Bacteria_16S 


strain CE40 16S r 
Actinobacteria; A 


305824 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


305824 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


305824 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


305824 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


305824 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


305824 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


305824 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


ptococcaceae; Desulfotomaculum. 
10376 10343 51 84 
rain 16910a 16S ribosomal RNA, 
cteria; Proteobacteria; 


gi 
complet 
Deltaproteobac 


e 
te 


39240 39203 47 
F-2 16S ribosomal RNA, complete seque 
tes; Bacillales; Staphylococcus. 

104520 104487 46 79 gi 
t8.Bl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
121410 121377 51 84 gi 
SRB1 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Syntroph 
122935 122906 50 79 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
127438 127410 46 75 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


84 gi 
ne 


nc 
S; 


ce 
ob 


oc 


e 
na 
130448 130415 52 85 

ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
154789 154756 47 80 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
202147 202106 44 85 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


gi 
og 


ue 
id 


en 
na 
288883 288850 51 84 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
301055 301022 50 83 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
361761 361728 51 84 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


ca 


, 


305824 Bacteria_16S 


delbrueckii subsp 


379779 379742 47 84 gi 


265679056 


265679037 


265678993 


265678981 


265678980 


122905 12429 


265678977 


265678975 
130392 13190 


265678959 


265678928 


265678867 
265678859 
300996 30245 


265678813 
361716 36321 


265678801 
indicus strain NCC725 16S ribosomal RNA, partial sequence 


ref|NR_029364.1 
10342 11910 


ulfovibrionales; 


sequence 
ria; Des 


ref|NR_029345.1 
e 39179 40723 Staphy 
ref|NR_029301.1 
6 105949 Thermo 
naerobacteraceae 
ref|NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref|NR_029288.1 
8 Cellulomonas 
; Cellulomonadac 
ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


10448 
Thermoa 


e 


12137 
acterale 


occineae 


12740 
dales; P 


ref |NR_029283.1 
2 Chrysiogenes 
enes. 
ref |NR_029267.1 

154728 156242 
lostridiaceae; C 
ref |NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


nce 
iales; C 
ce 20208 
erobacte 


ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029165.1 


28882 
ligenace 


ref |NR_029118.1 
3 Desulfovibrio 


Desulfovibrionaceae; Des 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Staphylococcus 
lococcus condimenti 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Cellulomonas hominis 


’ 


hominis Bacteria; 


eae; Cellulomonas. 
Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Clostridium 
Clostridium 
lostridium. 
Coprothermobacter 
hermobacter 
ulfobiaceae; 


Bordetella holmesii 
ella holmesii Bacteria; 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 


ref|NR_029106.1 


Lactobacillus 
379741 381255 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 
305824 Bacteria_16S 
saerimneri strain 
saerimneri Bacteria; 
305824 Bacteria_16S 
strain R 16086 16 
Firmicutes; Bacil 
305824 Bacteria_16S 
versmoldensis str 
versmoldensis Bac 
305824 Bacteria_16S 
strain LF13 16S r 
Caldithrix. 
305824 Bacteria_16S 
rhizophila strain 
Bacteria; Proteob 
305824 Bacteria_16S 
strain WoG13 16S 
Firmicutes; Clost 
305824 Bacteria_16S 


Bacteria; Nitrosp 
305824 Bacteria_16S 
strain MOL361 16S 


305824 Bacteria_16S 
strain 256 16S ri 
Proteobacteria; 
305824 Bacteria_16S 


305824 Bacteria_16S 
succinus subsp. 


305824 Bacteria_16S 
desulfuricans str 
desulfuricans Bac 


S ribosomal RNA, 
lales; 


teria; 


410566 410529 47 


Firmicutes; 
453880 453843 47 


Macrococcus. 
550144 550107 47 


Firmicutes; 
581911 581878 52 


638012 637983 50 


indicus Bacteria; 


84 


84 


84 


85 


ibosomal RNA, partial sequence 


79 


gi 


GDA154 16S ribosomal RNA, partial sequence 


Lactobacillales; Lacto 


gi 


complete sequence 453819 45536 


gi 


ain KU-3 16S ribosomal RNA, partial sequence 
Lactobacillales; 


gi 
58 


gi 


e-pl0 16S ribosomal RNA, partial sequence 63798 


La 


265678780 


265678751 


265678685 


265678664 


1868 58337 


265678625 


Firmicutes; 


bacillaceae; 


ctobacillaceae; 


ref|NR_029085.1 
410506 412073 
Lactobacillu 
ref|NR_029056.1 


ref|NR_028990.1 
550095 551652 
Lactobacil 


ref |NR_028969.1 


ref |NR_028930.1 
2 639478 Stenot 


Lactobacillales; 


Lactobacillaceae; 


Lactobacillus 
Lactobacillus 


Ss. 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Lactobacillus 

Lactobacillus 
lus. 

Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Stenotrophomonas 
rophomonas rhizophila 


acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 

665294 665261 50 83 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
ridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

795084 795051 52 85 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 

irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

798268 798231 47 84 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 

ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 
819584 819559 50 75 gi| 265678499 |ref|NR_028802.1| Kluyvera intermedia 
bosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

841007 840982 46 71 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

1018450 1018413 47 84 gi| 265678365 |ref|NR_028667.1| Staphylococcus 

succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1058175 1058142 52 85 gi| 265678338 |ref|NR_028640.1| Deferribacter 

ain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

1080533 1080496 47 84 gi|265678322|ref|NR_028624.1| Bacillus funiculus 


305824 Bacteria_16S 
strain NAFOO1 16S 
Firmicutes; Bacil 
305824 Bacteria_16S 
strain D2-18 16S 
Firmicutes; Clost 
305824 Bacteria_16S 
ATCC 700755 16S r 
Bacteria; Bactero 
305824 Bacteria_16S 


13501 16S ribosomal RNA, 


Proteobacteria; B 
305824 Bacteria_16S 
metallireducens s 
metallireducens B 
305824 Bacteria_16S 
strain ELCA-2 16S 
Tenericutes; Moll 
305824 Bacteria_16S 
psychrophilus str 
psychrophilus Bac 
305824 Bacteria_16S 
halotolerans stra 


305824 Bacteria_16S 
subsp. equorum st 
subsp. 
305824 Bacteria_16S 
schleiferi subsp. 


305824 Bacteria_16S 
carnosus subsp. c 
carnosus subsp. c 
305824 Bacteria_16S 


lales; 


icutes; 


teria; 


equorum Bacteria; 


Bacillaceae; 
1103208 1103171 47 


Clostridiales; 
1166768 1166743 51 


Flavobacteria; 
1192514 1192481 51 


1243949 1243916 50 


Firmicutes; 
1278357 1278320 45 


1284375 1284338 47 

Firmicutes; 
1285932 1285895 47 
1293524 1293487 47 
Firmicutes; 
1317819 1317782 47 


1320903 1320866 47 


1346950 1346917 50 


complete sequence 
etaproteobacteria; Burkholderiales; Al 


Firmicutes; 


ribosomal RNA, partial sequence 
Bacillus. 


84 


ribosomal RNA, partial sequence 
ridia; 


ibosomal RNA, partial sequence 
idetes; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


84 


84 


84 


84 


84 


83 


1080469 10819 


gi 


1103152 11046 


train 853-15 16S ribosomal RNA, partia 
acteria; 


Clostridiales Family XIII. 
76 gi| 228719858 
1166738 11681 
Flavobacteriales; Flavoba 
84 gi| 228715722 
1192457 1193978 Borde 
caligenace 

83 gi| 219857537 
1 sequence 

Clostridia; Clostridiales; 
82 gi| 219846093 


1278319 12798 
Entomoplasmat 


gi 


ain YKJ-115 16S ribosomal RNA, partial 


Bacillales; Jeotgal 


gi 


in YKJ-101 16S ribosomal RNA, partial 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 


gi 


rain PA 231 16S ribosomal RNA, partial 


Bacillales; Staphy 


gi 


coagulans strain GA 211 16S ribosomal 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 


gi 


arnosus strain 361 16S ribosomal RNA, 


arnosus Bacteria; Bacillal 


gi 


265678306 


aceae; M 
219846054 
sequence 
icoccus. 
219846053 
sequence 


228715348 
sequence 
lococcus. 
228715349 
RNA, part 


228715346 
partial se 
es; Staphy 


ref|NR_028608.1 
21 Mogibacterium 


228720860 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 


98 Bacillus funiculus Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 


1346912 134839 


Incertae Sedis; Mogibacterium. 
ref|NR_027586.1| Psychroflexus torquis 
92 Psychroflexus torquis ATCC 700755 
cteriaceae; Psychroflexus. 
ref|NR_027537.1| Bordetella hinzii LMG 
tella hinzii LMG 13501 Bacteria; 
ae; Bordetella. 
ref|NR_025125.1| Desulfitobacterium 

1243915 1245428 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref|NR_025683.1| Mesoplasma corruscae 
03 Mesoplasma corruscae Bacteria; 
esoplasma. 

ref|NR_025644.1| Jeotgalicoccus 

1284334 1285840 Jeotgalicoccus 
ref|NR_025643.1| Jeotgalicoccus 

1285891 1287396 Jeotgalicoccus 
ref|NR_027520.1|] Staphylococcus equorum 

1293463 1294956 Staphylococcus equorum 
ref|NR_027521.1| Staphylococcus 
ial sequence 1317758 1319249 

Staphylococcus. 
ref|NR_027518.1| Staphylococcus 
quence 1320842 1322334 Staphylococcus 
lococcus. 

ref|NR_027598.1] Syntrophobacter 


7 Syntrophobacter 


fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; 


Syntrophobacteraceae; 
305824 Bacteria_16S 
ferrooxidans stra 


305824 Bacteria_16S 
strain GD521 16S 
Firmicutes; Bacil 
305824 Bacteria_16S 
neglectum strain 
Bacteria; Firmicutes; 
Mogibacterium. 
305824 Bacteria_16S 
subsp. sciuri str 
subsp. sciuri Bac 
305824 Bacteria_16S 


teria; 


Syntrophobacter. 
1431553 1431520 52 
1433094 1433057 47 


Staphylococcus. 
1446991 1446954 47 


Clostridia; 
1478614 1478577 47 


Firmicutes; 
1585771 1585734 47 


85 


in L15 16S ribosomal RNA, partial sequ 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; L 


84 


ribosomal RNA, partial sequence 
lales; 


84 


P9a-h 16S ribosomal RNA, partial seque 
Clostridiales; 


84 


ain DSM 20345 16S ribosomal RNA, 
Bacillales; 


84 


LMG 22167 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


305824 Bacteria_16S 1713872 1713839 51 84 gi| 219878398 |ref|NR_025537.1 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 171532 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; 
Sphingobacterium. 

305824 Bacteria_16S 1893625 1893592 51 84 gi| 219878268 |ref|NR_025407.1 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 189509 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
Desulfomicrobium. 

305824 Bacteria_16S 1896767 1896734 51 84 gi|219878265|ref|NR_025404.1 


strain DSM 11334 
Proteobacteria; 
305824 Bacteria_16S 


macestii strain M-9 16S ribosomal RNA, 
Deltaproteobacteria; 


Bacteria; Proteob 
305824 Bacteria_16S 
hydrothermalis st 


Desulfovibrio. 
305824 Bacteria_16S 
pantheris strain 
pantheris Bacteria; 
305824 Bacteria_16S 
strain KCTC 12005 
Proteobacteria; 
305824 Bacteria_16S 
aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 
305824 Bacteria_16S 
burkinensis strai 
Bacteria; Proteob 
305824 Bacteria_16S 
strain EHS11 16S 
Bacteroidetes; 
305824 Bacteria_16S 
hydrogeniphila st 


ria; 


305824 Bacteria_16S 
strain SM2-1 16S 
Proteobacteria; 
305824 Bacteria_16S 
schlegeliana stra 
schlegeliana Bacteria; 
305824 Bacteria_16S 


marinintestina strain IK-1 16S ribosomal RNA, partial s 
marinintestina Bacteria; 


Shewanella. 
305824 Bacteria_16S 


koleovorans strain TB 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
305824 Bacteria_16S 


laceae; 


16S ribosomal RNA, par 
Betaproteobacteria; Bur 


acteria; 


Firmicutes; 


Bacillales; 


Bacillus. 


1976821 1976788 51 


2162679 2162646 51 
Proteobacteria; 


2196138 2196101 47 


LMG 21017 16S ribosomal RNA, 
Lactobacillales; 


2314664 2314635 50 


2573472 2573439 51 


2605779 2605746 51 


2701206 2701185 51 


2726881 2726844 49 


2732935 2732910 46 


2734425 2734400 46 


Proteobacteria; 
2735915 2735890 46 


Proteobacteria; 


2788403 2788366 47 


2827392 2827355 47 


Bacteroidales; 


rain AM13 16S ribosomal RNA, partial s 
hydrothermalis Bacteria; 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 
219857285 
n ALA-3 16S ribosomal RNA, partial seque 
Proteobacteria; 


84 


n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfovib 


ribosomal RNA, partial sequence 
Bacteroidia; 


rain 29W 16S ribosomal RNA, partial sequ 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogen 


71 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


71 


FL 


Gammaproteobac 


84 


84 


strain IHB1 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 


Staphyl 


gi|2 


gi 
1433 


gi 
Clostr 


gi|2 


compl 


gi|2 


1585730 15872 


tial sequence 1896710 18982 


gi 


gi 


Ss 
gi 


ard: 
gi 
eq 
te 
gi 


Paeni 


ence 14315 
eptospiril 
224581433 


224581422 
nce 
idiales Fa 


219857165 
2732909 27 
hewanel 
219857164 
in HRKA1 16S ribosomal RNA, partial sequ 
Gammaproteobacte 
219857163 


219857124 


24581434|ref 
lum. 
ref 
051 14345 


ref 
14469 


19878381|ref 
occus. 


19878487 |ref 


23146 
ae; 

ref 
nce 


Deltaproteobacteria; Desulfovibrionales; De 

84 gi|219857264|ref|NR_024895.1 

nce 2605722 2607261 Desulf 

rionales; Desulfovibrion 

72 gi| 219857187 |ref|NR_024815.1 

2701149 27026 

Prevotellaceae; Prevotella. 

86 gi|219857169|ref|NR_024797.1 


ence 
othermaceae; 
ref 
343 
laceae; 
ref 
ence 
a; Alteromon 
ref 
uence 


ria; 


ref 
27883 
bacillus. 


gi 


219856905 


ref 


mily 


33 Bacillus humi 


2573428 25749 


2726822 272832 


2734399 273583 
Shewanellaceae; 


2735889 273732 
Alteromonadales; 


65 2789727 Paenib 


NR_027216.1 


17 1433000 Leptos 


NR_027215.1 


NR_027203.1 
XIII. 


NR_025520.1 


ete sequence 1478573 148010 
oc 


NR_025626.1 


Comamonas. 
NR_024916.1 
5) 


Persephonel 
NR_024793.1 


Shewanella. 
NR_024792.1 


adales; 
NR_024791.1 


sh 


NR_024752.1 


Syntrophobacterales; 


Leptospirillum 
pirillum ferrooxidans 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Mogibacterium 


32 1448409 Mogibacterium neglectum 
Incertae Sedis; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Bacillus humi strain 
Bacteria; Firmicutes; 


Sphingobacterium 
1 Sphingobacterium 


Sphingobacteriaceae; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


kholderiales; Alcaligenaceae; Bordetella. 
84 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
partial sequence 1976773 1978275 Desulfomicrobium macestii 
Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
84 gi|219857626|ref|NR_025215.1| Desulfovibrio 
equence 2162629 2164163 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
84 gi|219857601|ref|NR_025189.1| Lactobacillus 
complete sequence 2196082 2197640 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
79 gi|219857519|ref|NR_025107.1| Comamonas koreensis 


34 2316097 Comamonas koreensis Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Prevotella shahii 


38 Prevotella shahii Bacteria; 


Persephonella 

8 Persephonella 

la. 

Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 

8 Shewanella 
Shewanella. 
Shewanella 

8 Shewanella 
ewanellaceae; 


Paenibacillus 
acillus koleovorans 


NR_024726.1 


Thermosipho japonicus 


2827347 2828849 Thermosipho japonicus Bacteria; 


305824 Bacteria_1 
kururiensis strai 
Proteob 
305824 Bacteria_1 


Bacteria; 


strain ATCC 70069 


6S 2835043 2835010 51 84 gi 


6S 2845727 2845690 47 84 gi 
7 16S ribosomal RNA, partial sequence 


n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


219856900 
en 
ri 

219856893 


ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024712.1 
66 2847142 Mogiba 


ce 28349 
ales; Bu 


28456 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Mogibacterium vescum 
cterium vescum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

305824 Bacteria_16S 2868951 2868914 47 84 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
305824 Bacteria_16S 2878420 2878383 47 84 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

305824 Bacteria_16S 2910346 2910309 47 84 gi|219856849|ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

305824 Bacteria_16S 2911888 2911851 47 84 gi| 219856848 |ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

305824 Bacteria_16S 2913432 2913395 47 84 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

305824 Bacteria_16S 2914975 2914938 47 84 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

305824 Bacteria_16S 2916517 2916480 47 84 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

305824 Bacteria_16S 3021050 3021010 44 84 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

305824 Bacteria_16S 3042356 3042323 51 84 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 
strain lacT 16S ribosomal RNA, partial sequence 3042319 3043795 Desulfovibrio zosterae Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

305824 Bacteria_16S 3132617 3132588 50 79 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

305824 Bacteria_16S 3228232 3228199 50 83 gi|219846768|ref|NR_026360.1| Anaerococcus octavius 
strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Anaerococcus. 

305824 Bacteria_16S 3241919 3241886 51 84 gi|219846759|ref|NR_026351.1| Desulfovibrio 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

305824 Bacteria_16S 3378630 3378597 51 84 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

305824 Bacteria_16S 3491774 3491745 50 79 gi|219846581|ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

305824 Bacteria_16S 3518907 3518874 50 83 gi|219846563|ref|NR_026155.1| Mycoplasma genitalium 
strain ATCC 33530 16S ribosomal RNA, partial sequence 3518849 3520338 Mycoplasma genitalium 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

305824 Bacteria_16S 3587563 3587530 51 84 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

305824 Bacteria_16S 3677351 3677318 52 85 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

305824 Bacteria_16S 3678938 3678913 44 69 gi|219846451|ref|NR_026042.1| Rickettsia 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 3680323 Rickettsia 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

305824 Bacteria_16S 3770012 3769979 50 83 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 
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22 Ralstonia syzygii Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


ref|NR_025950.1 
3804660 380612 


Bordetella 
3 Bordetella 


parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
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eq 
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ref|NR_025921.1 
3845748 384718 
ttsiales; Ricke 


ref |NR_025912.1 


ft 


16S 3806237 3806204 51 84 gi|219846358|ref|NR_025949.1| Bordetella 
rain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
16S 3844269 3844232 47 84 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


305824 Bacteria_16S 4094434 4094405 55 84 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

305824 Bacteria_16S 4163163 4163130 50 83 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

305824 Bacteria_16S 4217845 4217824 46 67 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

305824 Bacteria_16S 4235986 4235953 51 84 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

305824 Bacteria_16S 62203 62181 47 69 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
305824 Bacteria_16S 90569 90541 50 78 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

305824 Bacteria_16S 103005 102977 50 78 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

305824 Bacteria_16S 348450 348415 50 85 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

305824 Bacteria_16S 450723 450691 51 83 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 
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305824 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 
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Actinobacteridae; Actinomycetales; Cory 
9214 9175 46 85 gi 


Actinobacteridae; Actinomycetales; Cory 
3105 3069 49 85 gi 


n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 


Deltaproteobact 


SM 765 16S ribosomal RNA, partial sequ 
Firmicutes; 
305824 Bacteria_16S 
islandicus strain 
Bacteria; Nitrosp 
305824 Bacteria_16S 
proteoclasticus s 
proteoclasticus B 
305824 Bacteria_16S 
saccharolyticum s 
Halanaerobium saccharolyticum subsp. 
Halanaerobiales; 
305824 Bacteria_16S 
strain DSM 9442 1 


Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogales; 
305824 Bacteria_16S 
strain NCTC 11636 


6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiu 
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ridiales; 
219846666 
ribosomal 


senegalense Bacteria; 


219846609 


219846588 

34809 
nomycineae 
219846577 

34976 
nomycineae 
219846559 


219846391 


; Geobacte 
219846311 


Thermus. 
219846310 


Thermus. 
219846070 
sequence 
stridiales 


265678352 
1514 


265678349 
6112 


265678348 
7670 


219857197 
10588 


265678350 
4565 


Desul 


Desul 


10695 10656 46 85 


Nocardia. 


374469 374548 1 77 


gi 


gi 


219857175 
al sequenc 


Actinomycetales; 


ref|NR_026461.1 
57 3079982 Desulf 
furellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
furellaceae; 
NR_026459.1 
3 
s 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


ref 


lfurellales; De 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinus. 

ref|NR_026321.1| Thermodesulfovibrio 

91 3288591 Thermodesulfovibrio islandicus 
fovibrio. 
ref|NR_026265.1 
nce 336503 
Clostridiaceae; 
ref|NR_026258.1 
RNA, partial sequence 
Firmicutes; Clostridia; 


Desulfosporosinus 
osporosinus orientis 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Halanaerobium 
3375527 3377012 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


ref|NR_026180.1| Actinomyces howellii 
66 3482380 Actinomyces howellii Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026169.1| Actinomyces radingae 
92 3499120 Actinomyces radingae Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026151.1| Clostridium colinum 

07 Clostridium colinum Bacteria; 

m. 
ref|NR_025982.1| Geobacter chapelleii 
47 Geobacter chapelleii Bacteria; 
raceae; Geobacter. 

ref|NR_025901.1| Thermus filiformis 
26 Thermus filiformis Bacteria; 


ref|NR_025900.1| Thermus aquaticus 
46 Thermus aquaticus Bacteria; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


ref|NR_025660.1 
4207086 420854 
; Clostridiales 


ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 


eae; Nocardiaceae; Nocardia. 
ref|NR_024803.1| Nocardia 
e 10639 12137 Nocardia 


Corynebacterineae; 


265678805 


nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 


nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetac 


eae; Kitasatospora. 


ref|NR_029110.1| Kitasatospora 
373661 375050 Kitasatospora 
Streptomycineae; 


324354 Bacteria_16S 
putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 
324354 Bacteria_16S 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 
324354 Bacteria_16S 
strain ID131577 1 
R 
324354 Bacteria_16S 
beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 
324354 Bacteria_16S 


Actinobacteria; 


strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 


436210 436289 1 77 gi|265678764|ref|NR_029069.1| Kitasatospora 
ain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Kitasatospora. 

553977 554056 1 q4 gi| 265678683 |ref|NR_028988.1| Streptomyces 
in CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

567754 567833 1 77 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
6S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
ubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

786800 786879 1 TT gi|265678521|ref|NR_028825.1| Streptomyces 
ain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 
1085858 1085937 1 77 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 


81 Streptomyces tauricus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 1556407 1556486 1 77 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

324354 Bacteria_16S 1557901 1557980 1 VI gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

324354 Bacteria_16S 1559395 1559474 1 TF gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

324354 Bacteria_16S 1591239 1591318 1 77 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

324354 Bacteria_16S 1597428 1597507 1 qt gi|219878480|ref|NR_025619.1| Streptomyces niger 


strain DSM 43049 


strain DSM 40597 


Stre 
1598976 1599055 1 i gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1600524 1600603 1 


pt 


p 
te 


v 


ad gi 
Stre 
1602072 1602151 1 77 gi 
oticus strain DSM 43156 16S ribosomal 


pt 


RN. 


art 


A, 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 
olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 
324354 Bacteria_16S 


omycinea 
219878479 


ial s 


ridae; Actin 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 
purpurogeneiscler 


omycinea 
219878477 


parti 


77 Streptomyces niger Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref |NR_025618.1| Streptomyces 
equence 1598128 1599625 Streptomyces 
omycetales; Streptomycineae; 


ref|NR_025617.1 
73 Streptomyces violens Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025616.1| Streptomyces 

al sequence 1601224 1602721 


Streptomyces violens 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


324354 Bacteria_16S 
longisporus strai 
longisporus Bacte 
Streptomycetaceae 
324354 Bacteria_16S 
stelliscabiei str 


stelliscabiei Bac 


Streptomycetaceae 
324354 Bacteria_16S 


reticuliscabiei s 


reticuliscabiei B 
Streptomycetaceae 
324354 Bacteria_16S 
luridiscabiei str 


luridiscabiei Bac 
Streptomycetaceae 


324354 Bacteria_16S 


albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 


324354 Bacteria_16S 


Streptomycetaceae; Streptomyces. 
1775351 1775430 1 77 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2054303 2054382 1 77 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

2055772 2055851 1 77 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 

2248491 2248570 1 77 gi 
ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2552722 2552801 1 77 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


se 


, 


al 
e; 


v 


ti 
da 


v 


ue 
e; 


’ 


al 


que 


se 


al 


e; 


nce 


es; 


2554283 2554362 1 77 


gi 


219878353 


nce 


Actinomyc 


219878155 


quenc 


Actinomycet 


219878154 


seque 
Actin 


219857567 
Actinomycet 


219857342 


25518 
Stre 


219857341 


ref|NR_025492.1| Streptomyces 
1774532 1775979 Streptomyces 
etales; Streptomycineae; 


ref|NR_025294.1 
e 2053442 205491 
ales; Strept 


Streptomyces 
9 Streptomyces 
omycineae; 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Stre 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


ref|NR_025155.1 
2247616 224914 
ales; Strept 


Streptomyces 
2 Streptomyces 
omycineae; 


ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


ref|NR_024929.1 


Streptacidiphilus 


carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus 


Stre 


ptomycineae; Streptomycetaceae; 


324354 Bacteria_16S 2772456 2772535 1 77 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 2773991 2774070 1 qt gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 2775529 2775608 1 TT gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 2831248 2831327 1 77 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 2832786 2832865 1 Vt gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 2843424 2843503 1 77 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
324354 Bacteria_16S 3104950 3105029 1 Ty gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 3236675 3236754 1 ek gi| 219846763 |ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 3448306 3448385 1 77 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 3484852 3484931 1 77 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 3486419 3486498 1 77 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 3491048 3491127 1 Ws gi| 219846582 |ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 3641525 3641604 1 7d gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
324354 Bacteria_16S 3643050 3643129 1 V7 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
324354 Bacteria_16S 3644582 3644661 1 TT gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
324354 Bacteria_16S 3924408 3924487 1 Wek gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 3925989 3926068 1 77 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 3927569 3927648 1 77 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 3929150 3929229 1 TF gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 4201901 4201980 1 77 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


324354 Bacteria_16S 
strain B7319 16S 


324354 Bacteria_16S 


4203399 4203478 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


368493 368572 1 


77 gi 


42 


i gi 


castelarensis strain BJ-608 16S ribosomal RNA, partial 


castelarensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 


Streptomycetaceae; 
324354 Bacteria_16S 
hebeiensis strain 


403650 403729 1 


VI gi 


YIM 001 16S ribosomal RNA, partial sequence 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
324354 Bacteria_16S 
strain B22P3 16S 


324354 Bacteria_16S 


Streptomyces. 


599113 599192 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


600643 600722 1 


219846073 


ref 
02580 4204027 Streptomyces 


Actinomycetales; 


NR_025663.1| Streptomyces aureus 


aureus Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
265678809|ref|NR_029114.1| Streptomyces 
sequence 367645 369119 Streptomyces 
e; Actinomycetales; Streptomycineae; 
265678786|ref|NR_029091.1| Streptomyces 

402781 404300 Streptomyces 


Streptomycineae; 


tT gi|265678653|ref|NR_028958.1| Streptomyces javensis 
598291 599761 Streptomyces javensis Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
77 gi|265678652|ref|NR_028957.1| Streptomyces 
sequence 599812 601293 Streptomyces 


cangkringensis strain D13P3 16S ribosomal RNA, partial 


cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
324354 Bacteria_16S 


melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial 


656966 657045 1 


77 gi 


265678612 


ref 
sequence 656132 


Actinomycetales; 


Streptomycineae; 


NR_028917.1| Streptomyces 


657614 Streptomyces 


melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 
324354 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
324354 Bacteria_16S 
heliotrinireducens 
heliotrinireducens 
Coriobacteriaceae; 
324354 Bacteria_16S 
intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 
324354 Bacteria_16S 


DSM 13279 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; 


Collinsella. 
324354 Bacteria_16S 


strain VPI 0546 16S ribosomal RNA, 
Actinobacteria; Coriobacteridae; 


Streptomyces. 


876485 876564 1 


921011 921090 1 


1204018 1204097 1 


1205525 1205604 1 


1289831 1289910 1 


Coriobacteridae; 


As gi 


77 


gi 


77 gi 


13280 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


Coriobacteridae; 


265678461 


265678431 


228715356 


ref 
875686 877087 Streptomyces scopiformis 
Streptomycineae; 


ref 
strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 
Bacteria; Actinobacteria; 
Slackia. 


Corioba 


ref 
1203162 1204620 Collinsella intestinalis DSM 
Coriobacteriales; 


Co 


NR_028764.1| Streptomyces 


Streptomycetaceae; 


NR_028733.1| Slackia 
Slackia 
cteriales; Coriobacterineae; 


NR_027528.1]| Collinsella 


riobacterineae; Coriobacteriaceae; 


77 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
1204671 1206128 Collinsella stercoris DSM 13279 
Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
77 gi|219846501|ref|NR_026093.1| Atopobium parvulum 


complete sequence 1289055 12904 
Coriobacteriales; 


02 Atopobium parvulum Bacteria; 
Coriobacterineae; 


Coriobacteriaceae; Atopobium. 


324354 Bacteria_16S 1307915 1307994 1 77 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 1426163 1426242 1 77 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 1427728 1427807 1 77 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 1474764 1474843 1 77 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 1488597 1488676 1 V1 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 1589691 1589770 1 id gi| 219878485 |ref|NR_025624.1| Streptomyces catenulae 


strain DSM 40258 


324354 Bacteria_16S 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 


1592787 1592866 1 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Tt gi 


rimosus subsp. paromomycinus Bacteria; Actinobacteria; 


Streptomycineae; 
324354 Bacteria_16S 


Streptomycetaceae; 


1594333 1594412 1 


Streptomyces. 


71 gi 


219878483 
partial 


219878482 


ref 
sequ 
Actinobacterid 


ref 


40 Streptomyces 
Streptomycineae; 


s 


catenulae Bacteria; 
treptomycetaceae; Streptomyces. 
NR_025622.1| Streptomyces rimosus 
ence 1591939 1593434 Streptomyces 
ae; Actinomycetales; 


chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 


chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


NR_025621.1| Streptomyces 
1593485 1594981 Streptomyces 
Streptomycineae; 


324354 Bacteria_16S 1595880 1595959 1 77 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

324354 Bacteria_16S 1705611 1705690 1 qt gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

324354 Bacteria_16S 1772356 1772435 1 77 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 1773854 1773933 1 77 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

324354 Bacteria_16S 2057283 2057362 1 77 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

324354 Bacteria_16S 2110685 2110764 1 VT gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 2168151 2168230 1 77 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 2257679 2257758 1 D4 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

324354 Bacteria_16S 2260803 2260882 1 77 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 


thermospinosisporus Bacteria; Actinobacteria; Actinobacte 
Streptomycetaceae; Streptomyces. 
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Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 2826675 2826754 1 
strain IFO 12702 


eq 


, 
gi 
ob 


se 
A 


qi gi 


219857365 


219857364 
2519150 25206 


219857132 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 


ridae; Actinomycetales; 
ref |NR_024953.1 

2517611 251909 
cetales; Strepto: 


uence 
Actinomy 


ref |NR_024952.1 


acterineae; Coriobacteri 
ref|NR_024760.1 

2776208 277769 
etales; Strepto 


quence 
ctinomyc 


ref|NR_024727.1 


Streptomycineae; 
Streptomyces 
9 Streptomyces 


mycineae; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Streptomyces 
6 Streptomyces 


mycineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
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324354 Bacteria_16S 2944458 2944537 1 TT gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 

324354 Bacteria_16S 2977827 2977906 1 77 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

324354 Bacteria_16S 2980894 2980973 1 qt gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

324354 Bacteria_16S 3449873 3449952 1 77 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

324354 Bacteria_16S 3638404 3638483 1 TT gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

324354 Bacteria_16S 3639956 3640035 1 TF gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

324354 Bacteria_16S 166361 166438 3 77 gi| 265678952 |ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 3880075 3880152 3 77 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

324354 Bacteria_16S 26620 26696 4 77 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 150948 151024 4 77 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 161726 161802 4 77 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 181442 181518 4 77 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 198253 198329 4 77 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 207674 207750 4 77 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 209227 209303 4 77 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 


Bacteria; Firmicu 
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in McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
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Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

324354 Bacteria_16S 314178 314254 4 77 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 590214 590290 4 77 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 652542 652618 4 77 gi| 265678615 |ref|NR_028920.1| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
324354 Bacteria_16S 684150 684226 4 77 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
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324354 Bacteria_16S 3286520 3286596 4 77 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 3365886 3365962 4 77 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

324354 Bacteria_16S 3501516 3501592 4 77 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 3528883 3528959 4 ta gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 3530380 3530456 4 77 gi|219846556|ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 3531907 3531983 4 77 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

324354 Bacteria_16S 3533353 3533429 4 77 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

324354 Bacteria_16S 3551963 3552039 4 77 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

324354 Bacteria_16S 3583750 3583826 4 77 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 3593040 3593116 4 77 gi|219846513|ref|NR_026105.1| Clostridium puniceum 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 3711298 3711374 4 77 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 3720268 3720344 4 77 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 4173129 4173205 4 77 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Corynebacterium 
Corynebacterium 
ebacterineae; 


Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Nocardiopsis 


nce 84580 86040 


324354 Bacteria_16S 860 939 1 77 gi| 265679063 |ref|NR_029371.1 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharomonospora. 
324354 Bacteria_16S 2399 2478 1 77 gi|265679062|ref|NR_029370.1 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharomonospora. 
324354 Bacteria_16S 43149 43228 1 77 gi|265679035|ref|NR_029343.1 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Nocardiopsaceae; Nocardiopsis. 
324354 Bacteria_16S 46165 46244 1 77 gi|265679033|ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
324354 Bacteria_16S 69045 69124 1 77 gi|265679018|ref|NR_029326.1 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Corynebacteriaceae; Corynebacterium. 
324354 Bacteria_16S 72041 72120 1 77 gi| 265679016 |ref|NR_029324.1 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Pseudonocardia. 
324354 Bacteria_16S 73605 73684 1 77 gi| 265679015 |ref|NR_029323.1 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardiaceae; Pseudonocardia. 
324354 Bacteria_16S 85435 85514 1 77 gi| 265679006 |ref|NR_029314.1 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial seque 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
324354 Bacteria_16S 103818 103897 1 77 gi|265678994|ref|NR_029302.1 


strain IMMIB D-13 


21 16S ribosomal RNA, partial sequence 


Tsukamurella pulmonis 


102976 104435 Tsukamurella pulmonis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 


Tsukamurella. 
324354 Bacteria_16S 
conspicuum strain 


108338 108417 1 


77 


gi 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
324354 Bacteria_16S 117640 117719 1 


77 


gi 


265678990 


3895/92 16S ribosomal RNA, partial sequence 
Actinomyce 


265678984 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 


ulcerans Bacteria; 
Corynebacteriaceae; Corynebacterium. 
324354 Bacteria_16S 141957 142036 1 


77 


Actinobacteria; Actinobacteridae; Ac 


gi 


265678968 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 


succinoxidans Bacteria; 
Desulfuromusa. 
324354 Bacteria_16S 
strain Kysw2 16S 


Proteobacteria; 


143441 143520 1 


324354 Bacteria_16S 246039 246118 1 


Deltaproteobacteria; 


77 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


77 


gi 


142594 14403 
Desulfur 


gi 


265678967 


265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
324354 Bacteria_16S 
strain F 628 16S 


297475 297554 1 


324354 Bacteria_16S 
strain ATCC 51131 


334085 334164 1 


Mycobacterium. 
324354 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Nocardia. 

324354 Bacteria_16S 409806 409885 1 
ferralitis strain 


398975 399054 1 


77 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


77 


77 


77 


gi 


296587 29794 
nebacterineae; 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 


gi 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 428455 428534 1 


halotolerans strain YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
324354 Bacteria_16S 437794 437873 1 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, pa 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 


Pseudonocardiaceae; Amycolatopsis. 
324354 Bacteria_16S 450030 450109 1 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, parti 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Saccharothrix. 
460718 460797 1 


Actinosynnemataceae; 
324354 Bacteria_16S 


77 


77 


77 


77 


gi 


gi 


gi 


gi 


265678862 


265678838 


265678789 


265678782 


SFOp68 16S ribosomal RNA, partial sequence 
Actinomyce 


265678769 


sequence 


265678763 


265678755 


265678744 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
324354 Bacteria_16S 469758 469837 1 


77 


strain A10 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


324354 Bacteria_16S 478944 479023 1 


77 


gi 
46 


Stre 


gi 


265678738 
8944 47039 


265678732 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
324354 Bacteria_16S 480493 480572 1 
boenickei strain 


Mycobacterium. 
324354 Bacteria_16S 
antarctica strain 


506770 506849 1 


77 


77 


gi 


W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardia. 
509801 509880 1 


Pseudonocardiaceae; 
324354 Bacteria_16S 


77 


gi 


Actinomyc 


265678731 
47962 


265678714 


DVS 5al 16S ribosomal RNA, partial sequence 


265678712 


caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


Desu 


Actinomyc 


Cory 


Actinomy 


rtial sequ 
e; Actinomycetales; 


al sequenc 


e; Actinomycetales; 


Actinomy 


ptosporang 


ref 
i 


ref 


R 


tinomycetales; 


ref 
1 


ref 


ref 


ref 


ref 


333245 334704 Mycob 
nebacterineae; 


ref 


tial sequence 
idae; Acti 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


etal 


ref 


ref 


ref 


1lfuromonadales; 
1 Desulfuromusa 
omonadaceae; 


245166 246646 


etales; Corynebacterineae; 


9 Mycobacterium 


nomycetales; 


408966 410455 


tales; Streptomycineae; 


427586 429077 
cetales; 


ence 


e 449186 450615 


459859 461323 
cetales; 


5 Actinomadura 
ineae; 


478074 479572 


3 481120 Mycoba 
Corynebacterineae; 


505922 507359 
Actinomycetales; 


NR_029298.1 


NR_029292.1 


NR_029276.1 
41109 142543 


NR_029275.1 


NR_029206.1 


NR_029168.1 


NR_029143.1 


NR_029094.1 
398145 


NR_029087.1 


NR_029074.1 
Coryneb 
NR_029068.1 
436922 
Pseudo 
NR_029060.1 
Pseudo 
NR_029049.1 
Pseudon 
NR_029043.1 
Thermomon 
NR_029037.1 
es; Coryneba 


NR_029036.1 


M 


07522 108917 
tales; 


16781 118270 
Corynebacterineae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Corynebacterium 
Corynebacterium 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 


Desulfuromusa. 


Rhodococcus 
Rhodococcus 
Nocardiaceae; 


Mycobacterium terrae 
terrae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium celatum 


acterium celatum 
Mycobacteriaceae; 


Nocardia 
399618 Nocardia 


Corynebacterineae; 


Streptomyces 
Streptomyces 


Corynebacterium 
Corynebacterium 
acterineae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Saccharothrix 
Saccharothrix 
nocardineae; 


Amycolatopsis 
Amycolatopsis 


ocardineae; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


NR_029019.1 


Pseudonoc 


NR_029017.1 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Corynebacterium 


508981 510331 Corynebacterium 


324354 Bacteria_16S 


523475 523554 1 77 


gi 


265678703 


ref|NR_029008.1 


Pseudonocardia 


benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 


Pseudonocardia. 


324354 Bacteria_16S 524965 525044 1 LY 


ciconiae strain BS13 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
324354 Bacteria_16S 
strain FI-0169 16 


531086 531165 1 77 
S ribosomal RNA, partial sequence 


Mycobacterium avium complex (MAC). 


324354 Bacteria_16S 538725 538804 1 77 


psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
324354 Bacteria_16S 544777 544856 1 77 
IMMIB R-145 16S ribosomal RNA, partial sequence 


324354 Bacteria_16S 
aquilae strain S- 


552520 552599 1 77 


Corynebacterium. 


324354 Bacteria_16S 573762 573841 1 77 


gi 


gi 


530243 53169 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


613 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


tuberculostearicum strain Medalle X 16S ribosomal RNA, 


tuberculostearicum Bacteria; Actinobacteria; Actinobact 


Corynebacteriaceae; Corynebacterium. 


324354 Bacteria_16S 579656 579735 1 a7 


gi 


glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 


glaucum Bacteria; 
Corynebacteriaceae; Corynebacterium. 

324354 Bacteria_16S 608325 608404 1 
appendicis strain 


77 


Actinobacteria; Actinobacteridae; Act 


gi 


IMMIB R-3491 16S ribosomal RNA, parti 


appendicis Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
324354 Bacteria_16S 617675 617754 1 
holsaticum strain 


77 


Mycobacterium. 


324354 Bacteria_16S 623527 623606 1 77 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, part 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
324354 Bacteria_16S 625083 625162 1 77 
strain E846 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


324354 Bacteria_16S 
strain HKI 0120 1 


635788 635867 1 77 


324354 Bacteria_16S 637319 637398 1 77 


strain HKI 0119 1 


324354 Bacteria_16S 712670 712749 1 77 
strain gM-1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


324354 Bacteria_16S 
botniense strain 


714229 714308 1 ad 


Mycobacterium. 


324354 Bacteria_16S 740399 740478 1 Lt 


paurometabolica strain YIM 90007 16S ribosomal RNA, partial seque 


gi 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 
62 


gi 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 
71 


gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


265678702 


265678698 


265678693 
sequence 


265678689 


265678684 


265678640 
61679 


265678636 


265678635 
4219 62572 


265678627 


265678626 


265678574 


1792 71330 


265678573 


71335 


265678554 


52414 
Corynebacterineae; 


nebacterineae; 


Actinomycetales; 


nebacterineae; 


55170 
Corynebacterineae; 


Actinomycetales; 


Corynebacterineae; 


ial sequence 622694 62416 
Actinomycetales; 


Corynebacterineae; 


ref |NR_029007.1 


ref|NR_029003.1 
4 Mycobacterium 


NR_028998.1 
537853 53933 


ref|NR_028994.1 


ref|NR_028989.1 


ref |NR_028945.1 


ref|NR_028941.1 


8 
ref |NR_028940.1 
5 Mycobacterium 


ref|NR_028932.1 


ref |NR_028931.1 
Intrasporangia 
ref |NR_028879.1 
8 Mycobacterium 
Mycobacteri 
ref |NR_028878.1 
9 714869 Mycoba 


ref 
nce 


NR_028858.1 
739522 


3 
Corynebacterineae; 


Pseudonocardiaceae; 


Corynebacterium 


6 525550 Corynebacterium ciconiae 
Corynebacteriaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 


Mycobacteriaceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 


Nocardia puris strain 


4 Nocardia puris Bacteria; 
Nocardiaceae; 


Nocardia. 
Corynebacterium 


3 553077 Corynebacterium aquilae 
Corynebacteriaceae; 


265678670|ref|NR_028975.1| Corynebacterium 
partial sequence 572888 574399 Corynebacterium 
eridae; Actinomycetales; Corynebacterineae; 
265678666|ref|NR_028971.1| Corynebacterium 
sequence 578821 580286 Corynebacterium 
inomycetales; Corynebacterineae; 

265678646 |ref|NR_028951.1| Corynebacterium 

al sequence 607486 608955 Corynebacterium 


Corynebacterineae; 


Mycobacterium 


5 618320 Mycobacterium holsaticum 
Mycobacteriaceae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Mycobacterium palustre 
palustre Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
Intrasporangiaceae; 


Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 


Mycobacteriaceae; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; Pseudonocardiaceae; 
324354 Bacteria_16S 774475 774554 1 
strain YIM90005 1 


77 


324354 Bacteria_16S 777600 777679 1 77 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Gordoniaceae; Gordonia. 

324354 Bacteria_16S 789846 789925 1 77 
strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 


gi 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


gi 


gi 


265678530 


Actin 


265678519 


eae; Pseudonocar 
265678528 |ref|NR_028832.1 
sequence 776745 778221 


ref|NR_028834.1 


omycetales; Cory 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Gordonia 

Gordonia 
nebacterineae; 


ref|NR_028823.1 


Gordonia sinesedis 


789013 790486 Gordonia sinesedis Bacteria; 


Corynebacterineae; Gordoniaceae; Gordonia. 


324354 Bacteria_16S 811342 811421 1 77 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
324354 Bacteria_16S 815950 816029 1 77 gi| 265678502 |ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 
324354 Bacteria_16S 838772 838851 1 77 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 


324354 Bacteria_16S 861491 861570 1 TT gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
324354 Bacteria_16S 875035 875114 1 oi gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 


subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
324354 Bacteria_16S 877989 878068 1 77 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
324354 Bacteria_16S 880996 881075 1 77 gi|265678458|ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 
324354 Bacteria_16S 888638 888717 1 77 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
324354 Bacteria_16S 913199 913278 1 77 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
324354 Bacteria_16S 914757 914836 1 Vd gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 


324354 Bacteria_16S 917909 917988 1 77 gi| 265678433 |ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

324354 Bacteria_16S 919474 919553 1 77 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

324354 Bacteria_16S 964260 964339 1 77 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
strain Y9 16S ribosomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

324354 Bacteria_16S 1039188 1039267 1 77 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

324354 Bacteria_16S 1040697 1040776 1 V4 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

324354 Bacteria_16S 1042235 10423141 77 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

324354 Bacteria_16S 1043795 1043874 1 77 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


324354 Bacteria_16S 1045351 1045430 1 77 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

324354 Bacteria_16S 1052927 1053006 1 77 gi|265678342|ref|NR_028644.1| Nocardia asiatica 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
324354 Bacteria_16S 1075471 1075550 1 77 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
324354 Bacteria_16S 1090524 1090603 1 77 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 


324354 Bacteria_16S 1107061 11071401 77 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

324354 Bacteria_16S 1108611 1108690 1 qt gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

324354 Bacteria_16S 1131300 1131379 1 77 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
324354 Bacteria_16S 1134313 1134392 1 TT gi| 253680767 |ref|NR_028015.1| Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

324354 Bacteria_16S 1246311 12463901 77 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
324354 Bacteria_16S 1250753 1250832 1 77 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

324354 Bacteria_16S 1256746 1256825 1 77 gi|219857144|ref|NR_024772.1| Corynebacterium 
efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

324354 Bacteria_16S 1262696 1262775 1 77 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 
strain CBS 107.95 16S ribosomal RNA, partial sequence 1261851 1263306 Dietzia natronolimnaea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 
324354 Bacteria_16S 1326336 1326415 1 77 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

324354 Bacteria_16S 1350847 1350926 1 77 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
324354 Bacteria_16S 1416953 1417032 1 77 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

324354 Bacteria_16S 1440098 1440177 1 77 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
324354 Bacteria_16S 1450758 1450837 1 77 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

324354 Bacteria_16S 1490147 1490226 1 It gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

324354 Bacteria_16S 1521514 1521593 1 77 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

324354 Bacteria_16S 1527675 1527754 1 77 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

324354 Bacteria_16S 1529179 1529258 1 77 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

324354 Bacteria_16S 1530687 1530766 1 77 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

324354 Bacteria_16S 1535222 1535301 1 77 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

324354 Bacteria_16S 1536731 1536810 1 77 gi|219857378|ref|NR_024966.1| Saccharothrix 


texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 


texasensis Bacter 
Actinosynnematace 


ia; 
ae; 


324354 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


ae; 


324354 Bacteria_16S 


strain NRRL B-162 


324354 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


ae; 


324354 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


ia; 
ae; 


324354 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


324354 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


324354 Bacteria_16S 


strain MK27-91F2 


324354 Bacteria_16S 


strain JCM 9114 1 


324354 Bacteria_16S 


strain SNG49 16S 


324354 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


324354 Bacteria_16S 


aridum subsp. lar 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Saccharothrix. 
1538293 1538372 1 


Saccharothrix. 
1539854 1539933 1 


1541403 1541482 1 


Actinokineospora. 
1542963 1543042 1 


Actinokineospora. 
1560883 1560962 1 


1563817 1563896 1 


1574380 1574459 1 


1575905 1575984 1 


1639838 1639917 1 


1662826 1662905 1 


1664366 1664445 1 


Kibdelosporangium aridum subsp. 


Actinomycetales; 


Pseudonocardineae; 


324354 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


324354 Bacteria_16S 


vancoresmycina st 


1665890 1665969 1 


1673459 1673538 1 


Pseudonocardiaceae; Amycolatopsis. 
324354 Bacteria_16S 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 


balhimycina Bacteria; Actinobacteria; Actinobacteridae; 


1674982 1675061 1 


Pseudonocardiaceae; Amycolatopsis. 
324354 Bacteria_16S 


keratiniphila sub 


1676481 1676560 1 


77 


n NRRL 15764 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


77 


38 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


77 


77 


NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


77 


77 


77 


77 


77 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


77 


77 


gum strain SKF-AAD-609 16S ribosomal R 


77 


761-7 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
Kibdelosporangium. 


77 


rain ST101170 16S ribosomal RNA, partial 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; 


77 


77 


gi| 219857377 


gi| 219857376 


gi| 219857375 


n NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 154204 
ria; Actinobacteria; Actinobacteridae; 


gi| 219857374 


gi|219846147 


in 502329 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


gi| 219846103 


in NRRL B-24133 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


gi| 219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi|219856867 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi|219878450 
1638983 16404 


Streptosporangineae; 


gi|219878433 


ain A 80407 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
e; Kibdelosporangium. 


gi|219878432 


219878431 
16650 
Pseu 


gi 


219878426 
sequenc 
Actino: 


gi 
gi| 219878425 
Actinomyc 


gi|219878424 


sp. nogabecina strain DSM 44586 16S ribosomal RN 


sequence 
Actinomycetales; 


Actinomycetales; 


sequence 1542095 154360 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


NA, partial sequence 
largum Bacteria; 


ref |NR_024965.1 


ref|NR_024964.1 


ref|NR_024963.1 


ref|NR_024962.1 


ref|NR_025737.1 
1560055 156148 


ref|NR_025693.1 


156296 


ref |NR_024687.1 


ref|NR_024686.1 
Actinosynne 
ref|NR_025589.1 
69 Nocardiopsis 
Nocardiop 
ref|NR_025572.1 
1661967 166345 
Pseudo 


ref|NR_025571.1 


ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseud 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


ref |NR_025563.1 
A, partial seque 


Saccharothrix 


1537426 1538935 Saccharothrix 
Pseudonocardineae; 


Crossiella cryophila 


1538986 1540484 Crossiella cryophila Bacteria; 
Pseudonocardiaceae; 


Crossiella. 
Actinokineospora 
4 Actinokineospora 


Pseudonocardineae; 


Actinokineospora 
6 Actinokineospora 


Pseudonocardineae; 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


Pseudonocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
Actinosynnemataceae; 


Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Kibdelosporangium 

6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 
1663507 1664980 


Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Kibdelosporangium. 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


Pseudonocardineae; 


324354 Bacteria_16S 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 


decaplanina Bacteria; Actinobacteria; Actinobacteridae; 


1677998 1678077 1 


Pseudonocardiaceae; Amycolatopsis. 
324354 Bacteria_16S 


strain MG 417-CF 


Amycolatopsis. 


324354 Bacteria_16S 
strain 6AG 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


324354 Bacteria_16S 


atypicum strain R2070 16S ribosomal RNA, partial sequence 


1679519 1679598 1 


1688605 1688684 1 


Bacillaceae; 
1710169 1710248 1 


Pseudonocardiaceae; 


77 


77 


17 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


77 


Bacillus. 


77 


Amycolato 
gi| 219878423 
Actinomyc 


219878422 
16786 
Pseu 


gi 


gi|219878415 
1687712 16892 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025554.1 


gi|219878401 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 


seudonocardiaceae; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


ref|NR_025540.1 


Corynebacterium 


1709312 1710793 Corynebacterium atypicum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


324354 Bacteria_16S 
strain DSM 44222 


1728383 1728462 1 


324354 Bacteria_16S 
strain DSM 44515 


1729919 1729998 1 


324354 Bacteria_16S 1731432 17315111 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 

324354 Bacteria_16S 1740607 1740686 1 
strain DSM 44494 
324354 Bacteria_16S 1743696 1743775 1 
metallicus strain 


Nocardiopsis. 


324354 Bacteria_16S 1746722 1746801 1 


namibiensis strain HAG 010767 16S ribosomal RNA, partial 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; Actinomadura. 


324354 Bacteria_16S 1758988 1759067 1 77 gi|219878366|ref|NR_025505.1 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 17596 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; 
324354 Bacteria_16S 1770931 17710101 77 gi| 219878357 |ref|NR_025496.1 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


felinum Bacteria; 
Corynebacteriaceae; Corynebacterium. 
324354 Bacteria_16S 1810365 1810444 1 


strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


324354 Bacteria_16S 
aridum strain DSM 


1816505 1816584 1 


Kibdelosporangium. 


324354 Bacteria_16S 1853040 1853119 1 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Thermobifida. 
324354 Bacteria_16S 1856115 1856194 1 
capitovis strain 


Corynebacteriaceae; Corynebacterium. 
324354 Bacteria_16S 1859082 1859161 1 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
324354 Bacteria_16S 1877376 1877455 1 


2 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 
324354 Bacteria_16S 1886789 1886868 1 
halophila strain 


Pseudonocardiaceae; 
324354 Bacteria_16S 


Saccharomonospora. 
1924483 1924562 1 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 


77 gi 


71 gi 


oe gi 


77 gi 


i a gi 


R2A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


A gi 


i gi 


18 


at gi 


43828 16S ribosomal RNA, partial sequence 18156 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


77 gi 


Be gi 


CCUG 39779 16S ribosomal RNA, partial 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


V1 gi 


77 


gi 


at gi 


DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


77 gi 


kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardia. 
1926044 1926123 1 


Pseudonocardiaceae; 
324354 Bacteria_16S 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequen 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
324354 Bacteria_16S 1950472 1950551 1 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardia. 
1953493 1953572 1 


Pseudonocardiaceae; 
324354 Bacteria_16S 


77 gi 


77 


gi 


V7 gi 


219878389 


16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878388 


16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878387 


219878380 


16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


219878378 


219878376 


219878329 
09512 18109 


219878325 


219878299 


219878297 
sequence 


219878295 
sequenc 
Actinomy 


19878283 


219878274 


219878245 
Actinomyc 
219878244 
Actinomy 
219878228 


Actinomy 


Actinomycetales; 


sequence 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_025528.1 


ref|NR_025527.1 


ref|NR_025526.1 


ref|NR_025519.1 


ref|NR_025517.1 


ref|NR_025515.1 
1745863 174730 


1770072 177148 


ref |NR_025468.1 


ref |NR_025464.1 
46 1817129 Kibdel 


ref |NR_025438.1 
1852181 185367 


ref|NR_025436.1 
1855266 185659 
ales; Corynebact 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


ref|NR_025422.1 
1876505 187800 
Strepto 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


219878226 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


Mycobacterium pulveris 
pulveris Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium agri 
agri Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


1730570 1732062 Mycobacterium 
Corynebacterineae; 


Nocardiopsis halophila 


halophila Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Nocardiopsis 


1742831 1744318 Nocardiopsis metallicus 
Streptosporangineae; 


Nocardiopsaceae; 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


Gordonia. 
Corynebacterium 
6 Corynebacterium 


Corynebacterineae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Gordoniaceae; 


Gordonia. 
Kibdelosporangium 
osporangium aridum 


Pseudonocardineae; Pseudonocardiaceae; 


Thermobifida 
5 Thermobifida 


Streptosporangineae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


ref|NR_025365.1 
1952641 195404 


Corynebacterium 
7 Corynebacterium 


324354 Bacteria_16S 


anilini strain Anil 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Bacteria; 
324354 Bacteria_16S 
variabile strain 


1979231 1979310 1 77 


2031047 20311261 77 


DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacteriaceae; Corynebacterium. 


324354 Bacteria_16S 


simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Coryn 


2037136 2037215 1 iD 


Desulfobacterales; 


gi| 219878209 |ref 


gi|219878175|ref 


gi|219878170|ref 


1978326 1979852 Desul 
Desulfobacteraceae; 


NR_025348.1 


NR_025314.1 


NR_025309.1 


Desulfobacterium 


fobacterium anilini 


Desulfobacterium. 
Corynebacterium 


2030195 2031630 Corynebacterium 
Corynebacterineae; 


Corynebacterium 


ebacterium simulans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
324354 Bacteria_16S 
elephantis strain 


Mycobacteriaceae; 
324354 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
324354 Bacteria_16S 
pinnipedii strain 


Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 
324354 Bacteria_16S 
ATCC 25420 16S 
Acti 
Mycoba 


africanum strain 
africanum Bacteria; 
Mycobacteriaceae; 
324354 Bacteria_16S 


scrofulaceum strain ATCC 


Mycobacteriaceae; 
324354 Bacteria_16S 
tokaiense strain 
tokaiense Bacteria; 
Mycobacteriaceae; 
324354 Bacteria_16S 
poriferae strain 
poriferae Bacteria; 
Mycobacteriaceae; 
324354 Bacteria_16S 
strain ATCC 19422 


324354 Bacteria_16S 
strain ATCC 51384 


324354 Bacteria_16S 


palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 


Pseudonocardiaceae; 
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Rhodococcus. 


324354 Bacteria_16S 2195455 2195534 1 77 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

324354 Bacteria_16S 2218135 22182141 77 gi|219857587|ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
324354 Bacteria_16S 2233295 22333741 77 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

324354 Bacteria_16S 2246914 2246993 1 77 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

324354 Bacteria_16S 2253092 22531711 TF gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
324354 Bacteria_16S 2306388 2306467 1 77 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

324354 Bacteria_16S 2309426 2309505 1 77 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
324354 Bacteria_16S 2324648 2324727 1 77 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

324354 Bacteria_16S 2327662 2327741 1 77 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
324354 Bacteria_16S 2333656 2333735 1 77 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

324354 Bacteria_16S 2342622 2342701 1 V7 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
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2341772 23432 
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Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
324354 Bacteria_16S 2383591 2383670 1 77 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

324354 Bacteria_16S 2409462 2409541 1 77 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

324354 Bacteria_16S 2421878 2421957 1 77 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

324354 Bacteria_16S 2492773 2492852 1 td gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
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e; Amycolatopsis. 


324354 Bacteria_16S 2611251 2611330 1 77 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
324354 Bacteria_16S 2612778 2612857 1 77 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
324354 Bacteria_16S 2655524 2655603 1 Th gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
324354 Bacteria_16S 2667427 2667506 1 77 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
324354 Bacteria_16S 2668942 2669021 1 77 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 
324354 Bacteria_16S 2670475 2670554 1 77 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 


324354 Bacteria_16S 2678047 2678126 1 77 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

324354 Bacteria_16S 2688546 2688625 1 77 gi|219857197|ref|NR_024825.1| Nocardia sienata 


strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
324354 Bacteria_16S 2693008 2693087 1 77 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 
324354 Bacteria_16S 2720019 2720098 1 77 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
324354 Bacteria_16S 2746991 2747070 1 77 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
324354 Bacteria_16S 2751351 2751430 1 Tt gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 
324354 Bacteria_16S 2752845 2752924 1 77 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
324354 Bacteria_16S 2754341 2754420 1 77 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
324354 Bacteria_16S 2760405 2760484 1 77 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
324354 Bacteria_16S 2767876 2767955 1 77 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 


324354 Bacteria_16S 2814620 2814699 1 77 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
324354 Bacteria_16S 2819179 2819258 1 77 gi|219856911|ref|NR_024732.1| Planomonospora 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
324354 Bacteria_16S 2820672 2820751 1 ra gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 
324354 Bacteria_16S 2822166 2822245 1 77 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
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Corynebacterium. 


175122 317658 


Actinosynne 
NR_024639.1 


Gordoniacea 
NR_026529.1 


Strep 
NR_026525.1 
Nocardiacea 
NR_026524.1 
e 298615 
etales; Cory 


NR_026523.1 


Gordoniacea 
NR_026500.1 


mycetales; C 
NR_026488.1 


Gordoniacea 
NR_026479.1 


eae; 
NR_026449.1 


Corynebacte 


NR_026434.1 
Corynebacte 
NR_026415.1 
cterineae; C 
NR_026407.1 


sulfuromonad 
NR_026396.1 
es; Coryneba 
NR_026380.1 


319961 
Actinomyceta 


NR_026379.1 


Corynebacte 


mataceae; Lentzea. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Streptomyces 

0 Streptomyces 

tomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Gordonia 

4 Gordonia 

orynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Corynebacterium 
1 Corynebacterium 
rineae; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Corynebacterium 

0 Corynebacterium 
cterineae; 


Corynebacterium 
4 3201013 Corynebacterium 


les; Corynebacterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


NR_026376.1 


Corynebacterium 


3205525 3207001 Corynebacterium mastitidis 


324354 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


324354 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


324354 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 


3207906 3207985 1 77 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3213879 3213958 1 77 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3215402 3215481 1 77 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ia 
e; 


ta: 
da 


al 


219846783 


219846778 


219846777 


Corynebacterium. 
324354 Bacteria_16S 
strain DSM 43678 
Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 3251719 3251798 1 77 
strain DSM 43311 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microtetraspora. 
324354 Bacteria_1 
strain DSM 43764 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
324354 Bacteria_1 
strain DSM 43067 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
324354 Bacteria_16S 3256227 3256306 1 77 gi 
lucentensis strain DSM 44048 16S ribosomal RNA, partial 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsaceae; Nocardiopsis. 
324354 Bacteria_16S 3257740 3257819 1 
strain DSM 40297 
Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 3259252 32593311 77 
strain DSM 43377 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
324354 Bacteria_16S 3260762 3260841 1 77 gi 
dassonvillei subsp. albirubida strain DSM 40465 16S rib 
Nocardiopsis dassonvillei subsp. 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
324354 Bacteria_16S 3321528 3321607 1 77 gi 
strain DSM 44140 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
324354 Bacteria_16S 3367343 3367422 1 77 gi 
longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; Streptosporangium. 
324354 Bacteria_16S 3368843 3368922 1 77 gi 
claviforme strain DSM 44127 16S ribosomal RNA, partial 
claviforme Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; Streptosporangium. 
324354 Bacteria_16S 3370339 3370418 1 77 gi 
carneum strain DSM 44125 16S ribosomal RNA, partial seq 
carneum Bacteria; Actinobacteria; Actinobacteridae; Act 
Streptosporangiaceae; Streptosporangium. 
324354 Bacteria_16S 3371838 3371917 1 77 gi 
album strain DSM 43023 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangium. 
324354 Bacteria_16S 


3250219 3250298 1 77 


gi 


Stre 
gi 


pt 


Strept 


6S 3253223 3253302 1 77 


gi 


Strept 


6S 3254721 3254800 1 77 


gi 


Strept 


s 


TT gi 


Stre 
gi 


pt 


pt 
Os 


No 


ne 


s 


se 
Ac 


ue 
in 


nc 
al 


3381001 3381080 1 77 gi 
strain DSM 44015 16S ribosomal RNA, complete sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
324354 Bacteria_16S 3436267 3436346 1 77 gi 
strain DZZM 328 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 
324354 Bacteria_16S 3474307 3474386 1 77 gi 
strain DSM43338 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


al 


ne 


ne 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 


219846753 
16S ribosomal RNA, partial sequence 3250880 32523 


219846752 
16S ribosomal RNA, partial sequence 3252379 32538 


219846751 
16S ribosomal RNA, partial sequence 3253877 32553 
219846750 
Actinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 


219846748 
16S ribosomal RNA, partial sequence 3258396 32598 


219846747 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


219846672 
Actinomyc 


219846671 


219846670 


219846669 


219846662 


219846619 
6S ribosomal RNA, partial sequence 3435424 34367 


219846593 


1 sequen 
Actinomyc 


al seque 
e; Actin 


ne 


32145 
Cory 


49 
es; 


osporang 


osporang 


26 
osporang 


21 
osporang 


equence 


45 


osporangin 


osporangin 
omal RNA, 


cardiops 


bacterin 


equence 
et 


quence 


tinomyceta 


nce 
omycetal 


33709 
Stre 


99 
pt 


e 
es; 


33801 
Cory 


49 


es; ne 


bacterin 


ea 


34734 
bacterin 


44 
ea 


324354 Bacteria_16S 3475830 3475909 1 77 gi 


219846592 


ref 


ref 


omyc 


ref 


neba 


ref 
29 Nonomuraea salmonea Bacteria; 
inea 
ref 
28 Microtetraspora glauca Bacteria; 
inea 
ref 
inea 
ref 
inea 
ref 
etal 
ref 
ref 


56 Nocardiopsis alba Bacteria; 


ref 


ref 


ref 


es; 


ref 


ref 


ref 
52 Corynebacterium auris Bacteria; 


ref 


ref 


etales; Coryn 


32130 
etales; Cor 


e 


3216020 Coryn 
cterineae; 


NR_026346.1 


e; Streptosp 
NR_026345.1 
e; Streptosp 
NR_026344.1 
Actinomadura 
e; Thermomon 
NR_026343.1 
Actinomadura 
e; Thermomon 
NR_026342.1 
3255372 325683 
es; Streptos 


NR_026341.1 
Nocardiopsis 
eae; Nocardiop 
NR_026340.1 


eae; Nocardiop 
NR_026339.1 


partial sequen 


NR_026297.1 


Gordoniacea 
NR_026264.1 
3366504 336795 
ales; Streptos 


NR_026263.1 
3368004 336944 
les; Streptosp 


NR_026262.1 
3369499 337094 
; Streptospora 
NR_026261.1 
3372445 Strept 
osporangineae; 
NR_026254.1 
3381618 Gordon 
bacterineae; G 
NR_026211.1 
e; Corynebacte 
NR_026185.1 
3474924 Rhodoc 
e; Nocardiacea 


NR_026375.1 
ce 3207052 32085 


NR_026370.1 


NR_026369.1 


1 
e 


2 
y: 


e 
Cc 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 
Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Nonomuraea salmonea 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 
is. 
ref 
44 Gordonia hirsuta Bacteria; 
eae; 
ref 


Gordonia hirsuta 


e; Gordonia. 
Streptosporangium 

3 Streptosporangium 

porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Corynebacterium auris 


riaceae; 
Rhodococcus ruber 


occus ruber Bacteria; 
e; Rhodococcus. 


NR_026184.1 


Rhodococcus globerulus 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


324354 Bacteria_ 


marinonascens str 
marinonascens Bac 
Rho 


Nocardiaceae; 
324354 Bacteria_ 


strain DSM 7345 1 
D 


Proteobacteria; 
324354 Bacteria_ 
chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


324354 Bacteria_16S 
municipale strain 
municipale Bacter 
Pseudonocardiacea 
324354 Bacteria_16S 


strain DSM 44070 


Bacteria; Actinob 


Thermocrispum. 


324354 Bacteria_16S 


glomerans strain 


glomerans PW2 Bac 
Coriobacteriaceae 
324354 Bacteria_16S 
acidigallici stra 
acidigallici Bact 


Pelobacter. 


324354 Bacteria_16S 
gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 
324354 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
324354 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


324354 Bacteria_16S 


strain ATCC 43910 


Bacteria; Actinob 


Mycobacterium. 


324354 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


324354 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


324354 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


324354 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


324354 Bacteria_16S 


strain YIM 90010 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


324354 Bacteria_16S 


strain AS 4.1860 
Actinobacteria; A 


324354 Bacteria_16S 


strain W4937 16S 
Actinobacteria; A 


324354 Bacteria_16S 


16S 3477356 3477435 1 77 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

16S 3489535 3489614 1 


e; 


77 gi 


eltaproteobacteria; Desulfuromonadales; 


16S 3492585 3492664 1 77 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3494132 34942111 77 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3495511 3495590 1 77 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


3497050 3497129 1 77 gi 
DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; Coriobacteridae 
Coriobacterium. 
3521271 35213501 
in DSM 2377 
eria; Proteo 


la 
7 
77 gi 
16S ribosomal RNA, partial 
bacteria; Deltaproteobacte 


s 


3524301 3524380 1 
CIB 12823 16 


V7 gi 
S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 

3571721 3571800 1 77 
ribosomal RNA, partial sequence 
Bifidobacteriales; Tu 
3608362 3608441 1 77 gi 
ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

3636865 3636944 1 77 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


' 
e; 


gi 


al 


3664458 3664537 1 77 gi 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

3721805 3721884 1 77 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3773824 3773903 1 77 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
4039305 4039384 1 77 gi 
LTA-388 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
4061821 4061900 1 


en 


qu 
Ac 
V1 gi 
Stre 
4073957 4074036 1 77 gi 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


Mycobacterium. 
4075446 4075525 1 


pt 


1 
id 


77 gi 


ctinobacteridae; Actinomycetales; Coryne 
4116183 4116262 1 77 gi 
ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Coryne 


al 


al 


ri 


16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 


16S ribosomal RNA, partial sequence 4074613 40 


219846591 
sequenc 
Actinomycet 


219846583 
6S ribosomal RNA, partial sequence 3488653 34901 
Desulfur 
219846581 
se 
id 


quence 
ae; 


219846580 
se 
Ac 


quence 


219846579 
34946 
Pseu 


es; 


219846578 
eq 


uence 


219846562 


equence 
a; 


219846560 
eq 
ti 


uence 


219846528 
3570843 35723 
ri 
219846500 
eq 


cella. 


uence 


219846481 


36360 


es; 


219846462 
eq 


uence 


219846420 


37209 
es; 


219846382 


ce 37729 


omonadales 
219846197 


ence 
tinomyce 


219846178 


624 
ospor 


sequence 
ae; Acti 


219846169 


760 


bacterin 


219846140 
4115405 41168 


bacterin 


4211007 4211086 1 77 gi 


219846068 


algeriensis strain SA 233 16S ribosomal RNA, partial sequence 


Acti 


tinomyce 


Coriobac 


Desul 


nomyceta 


inomycet 


Cory 


inomycet 


Cory 


ang 
219846170 


ref|NR_026183.1 
e 3476498 347797 
ales; Coryne 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026173.1 
3491744 34932 
nomycetales; Co 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


v 


Thermocrispum 
8 Thermocrispum 
tale ardineae; 
ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


Thermocrispum 
crispum agreste 
seudonocardiaceae; 


agreste 


ref|NR_026170.1 
3496207 349764 
teriales; Coriob 


Coriobacterium 
1 Coriobacterium 
acterineae; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


ref|NR_026154.1 
3520389 352188 
furomonadales; P 


ref|NR_026152.1 
3523483 352488 
les; Pseudonocar 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


ref|NR_026120.1| Turicella otitidis 
03 Turicella otitidis Bacteria; 


NR_026092.1 
3607525 360892 


ales; Corynebact 


Mycobacterium 
0 Mycobacterium 
erineae; 


ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


NR_026054.1 
3663577 366509 
ales; Corynebact 


Mycobacterium 
2 Mycobacterium 
erineae; 


’ 


ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


ref|NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref |NR_025787.1 
4038441 403994 
tales; Corynebac 


Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Mycobacterium 

7 Mycobacterium 
terineae; 


ref|NR_025768.1 
36 Nocardiopsis salina Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025760.1| Mycobacterium 
4073095 4074562 Mycobacterium 
nomycetales; Corynebacterineae; 


Nocardiopsis salina 


ref|NR_025759.1| Nocardia xishanensis 
23 Nocardia xishanensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_025730.1| Rhodococcus gordoniae 
07 Rhodococcus gordoniae Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_025658.1| Saccharothrix 

4210162 4211590 Saccharothrix 


algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 


Saccharothrix. 


324354 Bacteria_16S 4217168 4217247 1 V7 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

324354 Bacteria_16S 4233812 4233891 1 Ld gi| 219846046 |ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
324354 Bacteria_16S 163178 163256 1 77 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

324354 Bacteria_16S 227506 227584 1 71 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

324354 Bacteria_16S 229012 229090 1 TI gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
324354 Bacteria_16S 230520 230598 1 at gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
324354 Bacteria_16S 632732 632806 6 77 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

324354 Bacteria_16S 654000 654074 6 77 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

324354 Bacteria_16S 664575 664649 6 77 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

324354 Bacteria_16S 995052 995126 6 77 gi|265678381|ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

324354 Bacteria_16S 1182825 1182899 6 77 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
324354 Bacteria_16S 1223544 1223618 6 77 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 


strain AM1114 16S 
Clost 
324354 Bacteria_16S 


Firmicutes; 


strain s840-96-2 
Firmicutes; 


strain CCUG 47334 
Bacteria; 


saalensis strain 
Bacteria; 
Sedimentibacter. 


324354 Bacteria_16S 
herbarum strain P 
herbarum Bacteria 


Curtobacterium. 


324354 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


324354 Bacteria_16S 


californiensis st 
californiensis Ba 


324354 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


324354 Bacteria_16S 


strain A290 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


324354 Bacteria_16S 


Clost 
324354 Bacteria_16S 


Firmicu 
324354 Bacteria_16S 


Firmicu 


ribosomal RNA, partial sequence 
ridia; Clostridiales; 
1418506 1418580 6 


Clostridiaceae; 
71 gi 
ridia; Clostridiales; Clostridiales Fa 
1614142 1614216 6 77 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1767922 1767996 6 77 gi 
ZF2 16S ribosomal RNA, partial sequenc 
tes; Clostridia; Clostridiales; Clostr 


1821104 1821182 1 Vt gi 
420/07 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


, 


2104681 2104755 6 77 gi 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
2237897 2237971 6 77 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
2254634 2254708 6 77 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


2310942 2311020 1 77 
ibosomal RNA, partial sequence 


gi 


Stre 


2397238 2397312 6 77 


1222664 12241 


16S ribosomal RNA, partial sequence 1417633 14190 


en 


qu 


en 


2310109 23115 
pt 


Caminicell 
224581446 


mily XI. I 
219878467 
16132 
idiales Fa 
219878359 
e 17670 
idiales Fa 


219878322 
uence 
tinomyceta 


219878117 
ce 21038 
idiaceae; 
219857574 
ence 
idiales; C 
219857563 
ce 22537 
idiales Fa 
219857522 


osporang 


gi 


mily 


mily 


27 2105235 Anoxyn 
Anox 


mily 


29 Actinomadura 
inea 


19 Caminicella sporogenes Bacteria; 
a. 
ref|NR_027228.1] Helcococcus 
55 Helcococcus ovis Bacteria; 
ncertae Sedis; Helcococcus. 
ref|NR_025606.1| Helcococcus sueciensis 
59 1614770 Helcococcus sueciensis 

XI. Incertae Sedis; Helcococcus. 
ref|NR_025498.1| Sedimentibacter 

74 1768507 Sedimentibacter saalensis 

XI. Incertae Sedis; 


ovis 


ref |NR_025461.1 
1820242 182172 
les; Micrococcin 


Curtobacterium 
4 Curtobacterium 
eae; Microbacteriaceae; 
ref|NR_025256.1|] Anoxynatronum 
atronum sibiricum 
ynatronum. 
ref |NR_025162.1 
2237029 223848 
lostridiaceae; T 
ref|NR_025151.1 
47 2255269 Sporan 
XI. Incerta 


Tindallia 

3 Tindallia 

indallia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Actinomadura mexicana 
mexicana Bacteria; 
nosporaceae; 


ref |NR_025110.1 


e; Thermomo 


219857462 


gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 


ref|NR_025050.1] Anaerobranca 
2396386 2397818 Anaerobranca 


gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. 


Anaerobranca. 


324354 Bacteria_16S 


berrensis strain 
Bacteria; 


strain SR12 16S r 
Firmicutes; Clost 


strain SEBR 4211 
Firmicutes; Clost 


transvaalensis st 


transvaalensis Bacteria; 
324354 Bacteria_16S 


Firmicutes; 
324354 Bacteria_16S 
ibosomal RNA, partial sequence 
ridia; 
324354 Bacteria_16S 


ridia; 
324354 Bacteria_16S 

rain SAGM1 16S ribosomal RNA, partial 
Clostridia; 


2507884 2507958 6 


Clostridia; 
2558983 2559057 6 


Clostridiales; 
2615947 2616021 6 


Clostridiales; 
2795057 2795131 6 


Firmicutes; 
2976343 2976417 6 


77 


CTT3 16S ribosomal RNA, partial sequence 
Clostridiales; 


77 


Eubacteriaceae; 


77 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fami 


77 


77 


strain BS 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


histidinovorans s 
histidinovorans B 


strain 2Z-7934 16S 
Firmicutes; Clost 


strain NCTC 9810 
Firmicutes; Clost 


strain DSM 10022 
Firmicutes; Clost 


324354 Bacteria_16S 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fami 


Firmicutes; 


Firmicutes; 


strain DSM 8239 1 
Firmicutes; Clost 


fimetarium strain 
fimetarium Bacter 


paludosum strain 


paludosum Bacteria; 


324354 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


carbinolicum stra 


carbinolicum Bacteria; 
324354 Bacteria_16S 

DSM 1911 16S ribosomal RNA, partial sequence 
Clostridia; 


wieringae strain 


wieringae Bacteria; 


324354 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


aotearoense Bacte 
Incertae Sedis; 


324354 Bacteria_16S 


strain 1066 16S r 


brockii subsp. 


Thermoanaerobacte 


ridia; 
324354 Bacteria_16S 

train Z-7940 16S ribosomal RNA, partia 
acteria; Clostridia; 
324354 Bacteria_16S 
ribosomal RNA, partial sequence 
ridia; 
324354 Bacteria_16S 


ridia; 
324354 Bacteria_16S 


ridia; 


Clostridia; 
324354 Bacteria_16S 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 
Clostridia; 
324354 Bacteria_16S 


ia; 
324354 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial sequence 
Clostridia; 


ria; 


rales; 
324354 Bacteria_16S 


Clostridiales; 
3088472 3088546 6 


Firmicutes; 
3101921 3101995 6 


Clostridiales; 
3229056 3229130 6 


Clostridiales; 
3230515 3230589 6 


Clostridiales; 
3232042 3232116 6 


Clostridiales; 
3274383 3274457 6 


Clostridiales; 
3275892 3275966 6 


Clostridiales; 
3277411 3277485 6 


Firmicutes; 
3278920 3278994 6 


Firmicutes; 
3280439 3280513 6 


Clostridiales; 
3281958 3282032 6 


Firmicutes; 
3283482 3283556 6 


Firmicutes; 
3285007 3285081 6 


Clostridiales; 
3323050 3323124 6 


Firmicutes; 


3615935 3616013 1 


3883219 3883293 6 


4072422 4072496 6 


Clostridiaceae; 


77 


77 


Clostridiaceae; 


77 


16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Fami 


77 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fami 


RT 


77 


Eubacter 
77 


6S ribosomal RNA, partial sequence 3275046 32765 
ridia; 
324354 Bacteria_16S 

DSM 8238 16S ribosomal RNA, partial s 
Clostridia; 


Eubacter 
i 


cl 
77 


Clo 
77 


6S ribosomal RNA, partial sequence 3279583 32810 
ridia; 
324354 Bacteria_16S 

in DSM 2925 16S ribosomal RNA, partial 
Clostridia; 


Eubacter 


77 


77 


Clo 
77 


6S ribosomal RNA, partial sequence 3284145 32856 
ridia; 
324354 Bacteria_16S 

aotearoense strain JW/SL-NZ613 16S ribosomal RNA, parti 
Clostridia; 
Thermoanaerobacterium. 


Eubacter 
a] 


T 


77 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
324354 Bacteria_16S 


77 


77 


finnii Bacteria; 


219857372 
25070 
Clostridiaceae; 
gi| 219857338 
2558106 25596 
Eubacteriu 
219857255 


gi 


gi 


ly XII. 
219857120 
sequence 
Clostridiales; C 
gi| 219846939 
2975480 29769 
Clostridiu 
219846863 
1 sequence 
Clostridiales; 
gi|219846854 
3101054 31025 
Tindallia. 
219846768 


gi 


gi 


gi 


ly XI. I 
gi|219846767 
ly XI. I 
gi|219846766 
ly XI. I 
gi|219846738 
Eubacteriu 
219846737 


iaceae; 
gi 


Acetobacte 
219846736 
equence 

les; Eubac 
219846735 


iaceae; 
gi 


ostridia 
gi 


stridial 
gi 


es; Eubact 
219846734 


Acetobacte 
219846733 
sequence 
iales; Eub 
219846732 


iaceae; 
gi 


Clostrid 
gi 


stridial 
gi 


es; Eubact 
219846731 


Acetobacte 
219846704 
al sequenc 
hermoanaerobactera 


iaceae; 
gi 


gi|219846495 
3615060 36165 


gi|219846307 


finnii strain AKo-1 16S ribosomal RNA, partial sequenc 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


Thermoanaerobact 


Firmicutes; 


ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024926.1 


m. 
ref |NR_024886.1 
Incertae Sedis; 
ref|NR_024748.1 

2794179 279557 
lostridiaceae; A 
ref |NR_026531.1 


m. 
ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref |NR_026446.1 


ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; 
ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; 
ref |NR_026330.1 


m. 
ref |NR_026329.1 
rium. 
ref |NR_026328.1 

3276555 327802 
teriaceae; 
ref |NR_026327.1 

3278074 327953 
eriaceae; 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ac 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


rium. 
ref|NR_026296.1 
e 3322195 332367 
les; Thermoanae 


ref |NR_026087.1 
15 Mycobacterium 
Mycobacteri 
NR_025897.1 
e 388233 
Clostridia; 


ref 


er. 


gi| 219846171 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 


ref |NR_025761.1 
4071551 407304 


Incertae Sedis; 


Thermohalobacter 
halobacter berrensis 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Alkaliphilus 

1 Alkaliphilus 

lkaliphilus. 
Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Natronincola 
0 Natronincola 


Natronincola. 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Peptoniphilus ivorii 
ivorii Bacteria; 


Peptoniphilus. 


Peptoniphilus harei 
harei Bacteria; 


Peptoniphilus. 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
3 Acetobacterium 


Acetobacterium. 


Acetobacterium 
2 Acetobacterium 


Acetobacterium. 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 


etobacterium. 


Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 


robacterales Family III. 


Mycobacterium gadium 
gadium Bacteria; 


aceae; Mycobacterium. 


Thermoanaerobacter 
8 3883860 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


324354 Bacteria_ 


thalassicus strai 
thalassicus Bacte 


324354 Bacteria_ 


joergensenii stra 
joergensenii Bact 


Desulfospira. 
324354 Bacteria_ 


vibrioformis stra 
vibrioformis Bact 


Desulfobacter. 
324354 Bacteria_ 


strain DSB MGU 15 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


324354 Bacteria_ 
postgatei strain 
Bacteria; 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 151759 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
Desulfotignum. 

324354 Bacteria_16S 1976114 1976191 3 77 gi|219878211|ref|NR_025350.1 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
324354 Bacteria_16S 2438368 2438445 1 75 gi|219857429|ref|NR_025017.1 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
324354 Bacteria_16S 


halotolerans DSM 
Bacteria; 


strain IP 2227 16 
Firmicutes; 


indolicum strain 
Bacteria; 


cetonica strain 4 
Bacteria; 


Desulforegula. 


324354 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 


Desulfobacca. 


324354 Bacteria_16S 
2077 16S ribosoma 
Deltaproteobacter 
324354 Bacteria_16S 


urealyticum DSM 7 


DSM 7109 Bacteria 
Corynebacteriacea 
324354 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


324354 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


324354 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


afermentans subsp 


Corynebacterium afermentans subsp. 


Actinomycetales; 


324354 Bacteria_16S 


Proteob 
324354 Bacteria_16S 


Proteob 
324354 Bacteria_16S 


Clost 
324354 Bacteria_16S 


Proteob 
324354 Bacteria_16S 


Proteob 
324354 Bacteria_16S 
conservatrix stra 
conservatrix Bact 


16S 4183843 4183917 6 77 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
16S 77983 78060 3 77 gi 
Proteobacteria; 


eria; Deltaproteobacte 


16S 283719 283796 3 TT: 


gi 


eria; Proteobacteria; Deltaproteobacte 


16S 349274 349347 6 77 gi 


-6 16S ribosomal RNA, partial sequence 


16S 779185 779262 3 77 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
1517050 1517127 3 77 gi 


3112393 3112470 3 77 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
212333 212409 4 77 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
685683 685759 4 77 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; 
687249 687325 4 77 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
853736 853812 4 77 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


1026994 1027070 4 77 


gi 


ria; Proteobacteria; Deltaproteobacter 
1271888 1271964 4 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1291305 1291384 1 77 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

1309411 1309487 4 77 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


A gi 


e 


1310884 1310960 4 77 


gi 
aphilum Bacteria; Proteobacteria; Alph 


1476328 1476407 1 77 gi|2 
in DSM 44156 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
1500638 1500717 1 77 gi 
- afermentans strain CIP 103499 16S ri 
Corynebacterineae; Corynebacteriaceae; 
1896052 1896128 4 77 gi 


219846088 
quence 
ales; 
265679012 
in B331 16S ribosomal RNA, partial sequence 
ria; 


265678871 
in B54 16S ribosomal RNA, complete sequence 
ria; 

265678825 
ococcineae 
265678526 
ce 


acterales; 
219873435 


ne 


ref 


i 


ostr 
ref 


Pept 


Desul 
ref 


Desulfoba 
ref 
34841 
> Mi 
ref 
77827 
Des 
ref 


bacterineae; 


219846847 
nce 
acterales; 
265678921 
211461 21296 
Clostridium. 
265678592 
ce 
Desulfobacterales; 
265678591 


acterales; 
265678477 
quence 

ria; 


265678360 
n ASRB2 16S ribosomal RNA, partial sequence 
ia; 


219846399 
1271016 1272493 Desul 
eae; 
228720812 


tinomyceta 


228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


19878445 


Mycobacterium; Mycobacterium avium comp 
324354 Bacteria_16S 219846622 
bo 
afermentans Bacteria; Actinobacteria; Actinobacteridae; 
orynebac 


219878267 


Cc 


ref 

31115 
Des 

ref 


ref 
68477 
Des 
ref 
68634 
Des 
ref 


Desulfoba 


ref 


Syntrophob 
ref 

fone 

fone 
ref 


Desul 


12904 
les; 


ref 
ence 
ria; 
ref 
eque 


teri 


ref 
sequence 


lex (MAC 
somal RNA, 


teri 


183005 41844 


77090 
fobacterales; 


282818 28433 


2 349877 Agromy 


2 779794 Desul 


17 3112988 Desul 


4 686292 Desul 


3 687857 Desul 


852834 85435 


1026088 10275 


53 1291853 Coryn 


1475465 147693 
Actinomyceta 


NR_025678.1 
0 
eptococcace 
NR_029320.1 
78536 
De 
NR_O29T77 51 
3 
e 


cterales; D 


NR_029130.1 


crobacteriac 
NR_028830.1 
£ 
ulfobacterac 
NR_025194.1 


Nocardiacea 
NR_026439.1 
f 
ulfobacterac 
NR_029229.1 


NR_028897.1 
£ 
ulfobacterac 
NR_028896.1 
f 
ulfobacterac 
NR_028780.1 
7: 
cterales; De 
NR_028662.1 
9 
acterales; S 
NR_025990.1 
ma magnum Ba 
ma. 
NR_027597.1 
e 
Corynebacte 
NR_027611.1 

130859 
Rhizobiales 


NR_027610.1 
nce 131006 
a; Rhizobial 


NR_025584.1 
les; Coryneb 


NR_026214.1 
omplete sequ 


um. 


ref 


a 


Tepidibacter 

8 Tepidibacter 

e; Tepidibacter. 
Desulfospira 
Desulfospira 

sulfobacteraceae; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 

Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 

Desulfotignum 
6 Desulfotignum 

Desulfobacteraceae; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Clostridium baratii 


8 Clostridium baratii Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Desulforegula 
Desulforegula 
sulfobacteraceae; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Corynebacterium 
bacterium urealyticum 
rineae; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


’ 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Corynebacterium 
ence 1499786 1501111 


NR_025406.1 


Desulfococcus biacutus 


strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 


Proteobacteria; Deltaproteobacteria; 


Desulfobacterales; 


Desulfobacteraceae; 


Desul 


fococcus. 


324354 Bacteria_ 


smegmatis strain 


smegmatis Bacteri 
Mycobacteriaceae; 
324354 Bacteria_ 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 
324354 Bacteria_ 
sulfonivorans str 
Proteob 


Bacteria; 


324354 Bacteria_ 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


324354 Bacteria_ 
kunsanensis strai 
kunsanensis Bacte 


Nocardiopsaceae; 


324354 Bacteria_ 
frigidicarnis str 
frigidicarnis Bac 
324354 Bacteria_ 


narugense strain 
Bacteria; 


324354 Bacteria_ 


strain IFO 16295 


Firmicutes; 


324354 Bacteria_ 
cylindrosporum st 
cylindrosporum Bacteria; 
324354 Bacteria_16S 
denitrificans str 
denitrificans Bac 


Hyphomicrobium. 


324354 Bacteria_16S 
methylovorum stra 
methylovorum Bact 


Hyphomicrobium. 


324354 Bacteria_16S 
zavarzinii strain 
zavarzinii Bacter 
324354 Bacteria_16S 
hollandicum strain IFAM 
hollandicum Bacte 


Hyphomicrobium. 


324354 Bacteria_16S 


singulare strain 


singulare Bacteri 
Corynebacteriacea 
324354 Bacteria_16S 
australicum strai 
australicum Bacte 
324354 Bacteria_16S 
amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 
324354 Bacteria_16S 
xerosis strain AT 
Bacteria; Actinob 


Corynebacterium. 


324354 Bacteria_16S 


Firmicu 


16S 2034059 2034138 1 77 gi 
ATCC 19420 16S ribosomal RNA, partial 


Mycobacterium. 

16S 2058822 2058901 1 77 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
; Streptomyces. 

16S 2350146 2350222 4 77 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
16S 2400269 2400345 4 77 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 
16S 


2401783 2401859 4 77 


gi 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

16S 2569636 2569712 4 77 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
16S 2739672 2739748 4 qi gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
16S 2770919 2770995 4 77 gi 


Ss; 


16S 2886800 2886876 4 77 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
16S 2889848 2889924 4 77 gi 


ridia; 
16S 


Clostridiales; Eubacteriaceae; 
3034024 3034100 4 77 gi 
rain HC-1 16S ribosomal RNA, partial s 
Firmicutes; Clostridia; Clostr 
3124563 3124639 4 77 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


1 


3126052 3126128 4 
in DSM 
eria; 


Tat gi 
5458 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacte 
3127521 3127597 4 
ZV-622 
ia; Proteobacteria; Alphaproteobacteri 
3129009 3129085 4 77 gi 
KB-677 16S ribosomal RNA, parti 
oteobacteria; Alphaproteobacter 


77 gi 


a; 


ria; Pr 


3179063 3179142 1 77 gi 
IBS B52218 16S ribosomal RNA, partial 


e; Corynebacterium. 

3263762 3263838 4 77 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3432028 3432107 1 77 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

3433476 3433555 1 77 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


al 


s 
Ac 


en 
al 


3434834 3434913 1 Tez 


gi 


219878172 
se 
a; Actinobacteria; Actinobacteridae; Act 


219878152 
s 
ri 


219857494 
en 
le 


219857459 
n HA-9T 16S ribosomal RNA, partial seque 
Actinomyc 


219857288 
se 
di 
219857161 
ce 


ne 
219856865 
s 
ia 
219856863 
6S ribosomal RNA, partial sequence 2888980 28904 
Eu 


er 


219846838 
s 
ri 


219846837 
16S ribosomal RNA, partial seque 


219846836 
al 
ia 
219846802 
se 
a; Actinobacteria; Actinobacteridae; Act 


219846745 


ia; 
219846623 


219846621 


quence 


equence 
dae; 


ce 23493 
Ss; 


quence 
teria; 


nce 


quence 


ales; Cl 


27388 


bacterin 


equence 
les; Eub 


Cc 


sequence 
ia; Rhiz 


equence 
a; Rhizo 


nce 
Rhizobi 


sequenc 
Rhizob 


v 


quence 
inomycet 


sequenc 
; Rhizob 
equence 
tinomyce 


ce 34326 
es; Cory 


219846620 


inomycet 


Act 


Hyphomicr 
219857460 
se 


ac Rhizo 


Thermod 
219857137 
16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
324354 Bacteria_ 
nitritogenes stra 
nitritogenes Bact 
324354 Bacteria_ 
strain JCM 9989 1 
Clost 


ref|NR_025311.1 
2033216 203470 
ales; Corynebact 


, 


ref |NR_025291.1 
057971 205946 


inomycetales; St 


nN 


ref |NR_025082.1 
obiaceae; H 
NR_025048.1 
2399427 240087 
biales; Hyph 


ref|NR_025047.1 
2400924 240237 
etales; Streptos 


ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref|NR_024765.1 


eae; Nocardiacea 
ref |NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024682.1 


NR_026492.1 
4 
ridiaceae; C 
NR_026431.1 
3123738 312518 
obiales; Hyphomi 


Mycobacterium 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

324354 Bacteria_16S 3901639 3901718 1 YB gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

324354 Bacteria_16S 14351 14430 1 77 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

324354 Bacteria_16S 32769 32848 1 77 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

324354 Bacteria_16S 54003 54082 1 77 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
324354 Bacteria_16S 66019 66098 L or gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

324354 Bacteria_16S 109826 109905 1 77 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

324354 Bacteria_16S 116085 116164 1 77 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

324354 Bacteria_16S 119160 119239 1 77 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

324354 Bacteria_16S 126800 126879 1 71 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

324354 Bacteria_16S 134420 134499 1 77 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

324354 Bacteria_16S 135901 135980 1 77 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

324354 Bacteria_16S 137368 137447 1 77 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

324354 Bacteria_16S 138927 139006 1 TI gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
324354 Bacteria_16S 140456 140535 1 i gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
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aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

324354 Bacteria_16S 158722 158801 1 77 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

324354 Bacteria_16S 160241 160320 1 77 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

324354 Bacteria_16S 199880 199959 1 77 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

324354 Bacteria_16S 242996 243075 1 qt gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

324354 Bacteria_16S 258109 258188 1 77 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
324354 Bacteria_16S 262493 262572 1 77 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

324354 Bacteria_16S 265544 265623 1 77 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
324354 Bacteria_16S 329359 329433 6 77 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

324354 Bacteria_16S 332555 332634 1 77 gi| 265678839 |ref|NR_029144.1| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

324354 Bacteria_16S 343245 343324 1 it gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

324354 Bacteria_16S 359533 359612 1 77 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
324354 Bacteria_16S 361079 361158 1 77 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

324354 Bacteria_16S 377574 377653 1 TT gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

324354 Bacteria_16S 402115 402194 1 at gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

324354 Bacteria_16S 406750 406829 1 qt gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

324354 Bacteria_16S 417661 417735 6 77 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
324354 Bacteria_16S 420664 420743 1 77 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

324354 Bacteria_16S 422206 422285 1 77 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


324354 Bacteria_16S 890129 890208 1 


i gi 


265678454 


265678453 


265678451 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 


catellatispora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
911678 911757 1 


Thermomonosporaceae; 
324354 Bacteria_16S 


VKM Ac-1401 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


324354 Bacteria_16S 939515 939594 1 
strain BT-H1 16S ribosomal RNA, 
Firmicutes; Clostridia; 
324354 Bacteria_16S 


Clostridiales; 
1031501 1031580 1 


complete sequence 


qT gi 


77 gi 


Heliobacteriaceae; 


i gi 


265678437 


910794 91228 
ococcineae; 


265678419 


938639 94015 
Heliorestis. 


265678357 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 
324354 Bacteria_16S 1048421 1048500 1 
strain LK2-10 16S 


Micromonospora. 
324354 Bacteria_16S 
strain YLM-32 16S 


1076848 1076927 1 


324354 Bacteria_16S 1097984 1098063 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


77 gi 


at gi 


Tt gi 


scabrisporus strain KM-4927 16S ribosomal RNA, partial 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
324354 Bacteria_16S 1102463 1102542 1 
strain 14 16S ribosomal 


324354 Bacteria_16S 1113163 1113242 1 
halophilum strain 76 16S 
Bacteria; Actinobacteria; 
Microbacterium. 
324354 Bacteria_16S 1114705 1114784 1 
strain I-132 16S ribosomal RNA, 


324354 Bacteria_16S 
strain I-273 16S 


1116231 1116310 1 
ribosomal RNA, 


324354 Bacteria_16S 1120763 1120842 1 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


i gi 


265678346 


1047573 10490 
omonosporineae 


265678325 


1075986 10774 


265678311 
sequence 


265678308 


1101592 11031 


at gi 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


77 gi 


qa gi 


Td gi 


dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 


2CP-1 Bacteria; Proteobacteria; 
Anaeromyxobacter. 
324354 Bacteria_16S 
sanguinis strain 
Bacteria; Actinobacteria; 
Brevibacterium. 
324354 Bacteria_16S 1137345 1137424 1 
CMS 81 16S ribosomal RNA, 
Actinobacteridae; 
324354 Bacteria_16S 1138896 1138975 1 
CMS 76r 16S ribosomal RNA, 
Actinobacteridae; 
324354 Bacteria_16S 1147967 1148046 1 
strain IMMIB R-1434 16S 


1132831 11329101 


324354 Bacteria_16S 1161585 1161664 1 


multipartita DSM 44233 16S ribosomal RNA, partial sequence 


complete sequence 


77 gi 


CF63 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


77 gi 


1136447 1137959 Leifsonia 
Actinomycetales; Micrococcineae; Microbacteriac 


V1 gi 


77 gi 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


vB gi 


Kine 


265678300 
11123 


265678299 


1113840 11153 
osporiineae; K 


265678298 


1115364 11168 
Kine 


228716127 
11198 


253680768 
11319 


253680765 


253680764 


complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 


253680758 
11471 


228721225 


Synt 


88470 
Micrococ 


88624 
ococcineae; 


Actino: 


ref 


ref 


ref 


ref 


ref 
Mi 


ref 


ref 


ref 


ref 


Ra 
ref 


ref 


Mi 
ref 


ref 


ref 


ref 


cy 


ref 


ref 


eae; 
ref 
onia 
eae; 
ref 


ref 


883190 884650 
rophobacterales; 


1 886196 Ratha 


7 887732 Agrei 
Microbacteriaceae; Agreia. 


889276 890727 
mycetales; 


1030633 103211 
Actinomycetal 


1097121 109859 
Actinomyceta 


07 1113789 Microb 
Micrococ 


56 1121404 Anaero 
Deltaproteobacteria; Myxococcales; 


55 1133449 Brevib 
Micrococ 


15 1148603 Nocard 


NR_028757.1 


NR_028756.1 


NR_028755.1 


NR_028753.1 


NR_028739.1 
crobacteriac 
NR_028721.1 
NR_028659.1 
es; 
NR_028648.1 
; Micromonos 
NR_028627.1 


robacteracea 
NR_028613.1 


les; Strepto: 
NR_028610.1 


crobacteriac 
NR_028601.1 


cineae; Micr 
NR_028600.1 


ineosporiace 
NR_028599.1 


ineosporiace 
NR_027547.1 


stobacterine 
NR_028016.1 


cineae; Brev 
NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_028006.1 


Nocardiacea 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Rathayibacter caricis 


yibacter caricis 
cineae; Microbacteriaceae; 


Agreia bicolorata 


a bicolorata Bacteria; 


Actinomadura 
Actinomadura 


Streptosporangineae; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Micromonospora 
4 Micromonospora 


Micromonosporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 
ococcineae; 


e; Rarobacter. 
Streptomyces 
9 Streptomyces 
mycineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
ococcineae; 


eae; Agromyces. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
osporiineae; K 


ae; Kineosporia. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Nakamurella 


NR_027604.1 


1160739 1162206 Nakamurella multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 


Nakamurella. 


324354 Bacteria_16S 
DSM 43833 16S rib 


1170695 1170774 1 
osomal RNA, partial sequence 


77 gi 


228719618 
1169826 11712 


ref 


94 Thermobispora 


NR_027583.1 


Thermobispora bispora 
bispora DSM 43833 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 

324354 Bacteria_16S 1181320 1181399 1 77 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 

324354 Bacteria_16S 1210098 1210177 1 77 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
324354 Bacteria_16S 1217543 1217622 1 77 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

324354 Bacteria_16S 1218978 1219057 1 71 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

324354 Bacteria_16S 1222015 1222094 1 77 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

324354 Bacteria_16S 1226565 1226644 1 77 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

324354 Bacteria_16S 1234194 1234273 1 77 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

324354 Bacteria_16S 1235708 1235787 1 0 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

324354 Bacteria_16S 1261254 1261333 1 77 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

324354 Bacteria_16S 1298779 1298858 1 77 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
324354 Bacteria_16S 1300234 1300313 1 77 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
324354 Bacteria_16S 1334017 1334096 1 TT gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 


Bacteria; Actinob 
Beutenbergia. 


324354 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


324354 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


324354 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
324354 Bacteria_16S 


aerolata strain V 
Bacteria; Actinob 
Promicromonospora 


324354 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


324354 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; A 


acteria; Actinobacteridae; Actinomycetal 


1349319 1349398 1 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


77 gi 


al 


1401964 1402043 1 77 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
; Leifsonia. 

1421523 1421602 1 77 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacteri 
1449311 14493901 77 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 
1452225 1452304 1 V7 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1453756 1453835 1 77 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 
rthrobacter. 


1 


324354 Bacteria_16S 


1458182 1458261 1 77 


gi 


es; 


228720600 
1348448 13499 


es; 


228715351 


1 


Actinomyce 


224581444 
1 sequ 


dae; 


224581421 


1 
es; 


224581419 
uence 
Actin 


224581418 


sequ 


ridae; 


224581414 


Micrococ 


ref 


Micrococ 
ref 

4011 
tale 


ref 
ence 
Actinom 
ref 
4484 
Micrococ 
ref 


omycetal 
ref 
ence 


Actinom 


42 Sanguibacter 


11 1402554 Leifs 


1420664 14221 


60 1449852 Promi 


1451367 14528 


1452894 14543 


cineae; Beut 


NR_027595.1 


cineae; Sang 
NR_027523.1 
° 
s; Micrococc 
NR_027226.1 
6 
ycetales; Mi 
NR_027202.1 
c 
cineae; Prom 
NR_027200.1 
4 
es; Micromon 
NR_027199.1 
8 


ycetales; Mi 


ref 


enbergiaceae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Promicromonospora 
romonospora aerolata 
icromonosporaceae; 


Micromonospora 
3 Micromonospora 
osporineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


NR_027195.1 


Arcanobacterium 


bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 


bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 


Arcanobacterium. 
324354 Bacteria_16S 


strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


324354 Bacteria_16S 
caeruleus subsp. 


1461172 1461251 1 


1494607 1494686 1 


77 


77 


caeruleus strain DSM 44103 16S ribosomal 


gi| 224581412 


1460297 14618 


gi|219846703 


RNA, partial sequence 


ref|NR_027193.1 


ref |NR_026295.1 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 
ococcineae; Micrococcaceae; 


Kocuria. 
Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
324354 Bacteria_16S 
strain DSM 20127 


16S ribosomal RNA, 


1502029 1502108 1 


Micromonosporineae; Micromonosporaceae; 


77 


complete sequence 


gi|219846604 


Couchioplanes. 


15011 


ref|NR_026196.1 


Sinomonas atrocyanea 


62 1502633 Sinomonas atrocyanea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 


324354 Bacteria_16S 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


1532227 1532306 1 


Micromonosporaceae; Micromonospora. 


324354 Bacteria_16S 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 
324354 Bacteria_16S 
strain DSM 12798 


1603638 1603717 1 


1605177 1605256 1 


77 


77 


77 


gi| 219857427 


gi| 219878475 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878474 


Actinomycet 


v 


ref|NR_025015.1 


ref |NR_025614.1 


ref |NR_025613.1 


Micromonospora 


1531359 1532864 Micromonospora 
ales; Micromonosporineae; 


Brevibacterium 


1602772 1604264 Brevibacterium 
Micrococcineae; 


Brevibacteriaceae; 


Arthrobacter mysorens 


16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


324354 Bacteria_16S 


arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
324354 Bacteria_16S 


bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Arsenicicoccus. 


Intrasporangiaceae; 
324354 Bacteria_16S 
strain R2014 16S 


324354 Bacteria_16S 
strain R5292 16S 


324354 Bacteria_16S 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 
324354 Bacteria_16S 


rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


Mycobacteriaceae; 
324354 Bacteria_16S 


vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
324354 Bacteria_16S 


cardiffensis strain CCUG 44997 16S ribosomal RNA, partial 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
324354 Bacteria_16S 


neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


neutrophila Bacteria; 
Halorhodospira. 
324354 Bacteria_16S 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 
324354 Bacteria_16S 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
324354 Bacteria_16S 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 
Oerskovia. 


Cellulomonadaceae; 
324354 Bacteria_16S 


1606718 1606797 1 


1626229 1626308 1 


1668970 1669049 1 


1682618 1682697 1 


1697933 1698012 1 


1726844 1726923 1 


1735998 1736077 1 


1739043 1739122 1 


1787505 1787584 1 


Proteobacteria; 


1788892 1788971 1 


1799583 1799662 1 


1805775 1805854 1 


1807313 1807392 1 


77 


77 


77 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


77 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


77 


77 


77 


aed 


77 


77 


77 


77 


77 


gi|219878472 


gi|219878459 


gi|219878429 
1668114 16695 


Actinomycetales; 


ref |NR_025611.1 
1605856 160731 


ref|NR_025598.1 
1625384 162685 


ref|NR_025568.1 


Arthrobacter 
4 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Arsenicicoccus 
0 Arsenicicoccus 


Micrococcineae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


Actinomycineae; Actinomycetaceae; Actinomyces. 


gi|219878420 
1681727 16832 


ref|NR_025559.1 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


Actinomycineae; Actinomycetaceae; Actinomyces. 


gi|219878409 


gi| 219878390 


gi|219878384 


gi| 219878382 
sequenc 
Actinomy 
gi| 219878344 
Chroma 
gi| 219878343 
Actinomyc 
gi| 219878336 
Actinomyc 
gi| 219878332 


sequenc 
Actinom 


Actinomycetales; 


ref|NR_025548.1 


ref|NR_025529.1 
1725987 172747 
ales; Corynebact 


ref|NR_025523.1 
1735130 173662 
Actino: 


ref|NR_025521.1 
e 1738160 173968 
cetales; 


ref |NR_025483.1 
1786631 178798 
tiales; Ectothio 


ref |NR_025482.1 
1788037 178951 
etales; Frankine 


ref|NR_025475.1 
1798724 180016 
etales; Micrococ 


ref|NR_025471.1 
e 1804913 180639 
ycetales; Microc 


gi|219878331 


Microbacterium 


56 1698545 Microbacterium paraoxydans 
Micrococcineae; Microbacteriaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


Actinomycineae; 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Oerskovia 
8 Oerskovia 
occineae; 


ref|NR_025470.1 


Oerskovia jenensis 


strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 


324354 Bacteria_16S 1811894 1811973 1 77 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
324354 Bacteria_16S 1819570 1819649 1 77 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
324354 Bacteria_16S 1822628 1822707 1 TT gi|219878321|ref|NR_025460.1| Agreia pratensis 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 
324354 Bacteria_16S 1834760 1834839 1 77 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 
324354 Bacteria_16S 1848623 1848702 1 77 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
324354 Bacteria_16S 1866804 1866883 1 77 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
324354 Bacteria_16S 1874404 1874483 1 77 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
324354 Bacteria_16S 1900644 1900723 1 77 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 
324354 Bacteria_16S 1902033 1902112 1 qt gi|219878262|ref|NR_025401.1| Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
324354 Bacteria_16S 1907742 1907821 1 77 gi| 219878258 |ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
324354 Bacteria_16S 1910732 1910811 1 TT gi| 219878256 |ref|NR_025395.1]| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
324354 Bacteria_16S 1932241 19323201 77 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
324354 Bacteria_16S 1938212 1938291 1 77 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 
324354 Bacteria_16S 1948927 1949006 1 77 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
324354 Bacteria_16S 1952040 1952119 1 77 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
324354 Bacteria_16S 1954976 1955055 1 77 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
324354 Bacteria_16S 1957934 1958013 1 77 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
324354 Bacteria_16S 1959490 1959569 1 77 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
324354 Bacteria_16S 1980765 1980844 1 77 gi|219878208|ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
324354 Bacteria_16S 2066368 2066447 1 77 gi| 219878146 |ref|NR_025285.1| Micrococcus 


antarcticus strai 


n T2 16S ribosomal RNA, partial sequence 


2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 


324354 Bacteria_16S 2071043 2071122 1 77 gi|219878143|ref|NR_025282.1| Thermobacillus 


xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 
324354 Bacteria_16S 2077107 2077186 1 77 gi|219878138|ref|NR_025277.1| Propionibacterium 


propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
324354 Bacteria_16S 2099999 2100078 1 77 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 
324354 Bacteria_16S 2166638 2166717 1 77 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
324354 Bacteria_16S 2228745 2228824 1 Tt gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
324354 Bacteria_16S 2326140 2326219 1 77 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
324354 Bacteria_16S 2329066 2329145 1 77 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
324354 Bacteria_16S 2344133 2344212 1 Ty gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 
324354 Bacteria_16S 2347161 2347240 1 77 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
324354 Bacteria_16S 2348670 2348749 1 77 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
324354 Bacteria_16S 2354717 2354796 1 77 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
324354 Bacteria_16S 2357817 2357896 1 Ty gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 
324354 Bacteria_16S 2359332 2359411 1 77 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 


324354 Bacteria_16S 2360856 2360935 1 qt gi|219857487|ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

324354 Bacteria_16S 2362374 2362453 1 77 gi|219857486|ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

324354 Bacteria_16S 2455185 2455264 1 77 gi|219857415|ref|NR_025003.1| Arthrobacter 


psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
324354 Bacteria_16S 2513942 2514021 1 qt gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 
324354 Bacteria_16S 2516968 2517047 1 77 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
324354 Bacteria_16S 2535174 2535253 1 77 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
324354 Bacteria_16S 2588145 2588224 1 77 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 


spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


Friedmanniella. 


324354 Bacteria_16S 2626667 2626746 1 77 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 
324354 Bacteria_16S 2640366 2640445 1 It gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
324354 Bacteria_16S 2657041 2657120 1 77 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
324354 Bacteria_16S 2660087 2660166 1 77 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 
324354 Bacteria_16S 2724606 2724685 1 ea gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
324354 Bacteria_16S 2745592 2745671 1 77 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
324354 Bacteria_16S 2784532 2784611 1 77 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 
324354 Bacteria_16S 2796471 2796550 1 VI gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
324354 Bacteria_16S 2797993 2798072 1 TF gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
324354 Bacteria_16S 2799514 2799593 1 77 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
324354 Bacteria_16S 2801037 2801116 1 77 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
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ibacterineae; 


Friedmanniella 
0 Friedmanniella 


acterineae; 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Modestobacter 

4 Modestobacter 

neae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


ref|NR_026468.1 


Microbacterium 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


324354 Bacteria_16S 


strain TA68 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 


strain TAGA27 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 


strain F98.3HR69 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


324354 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


324354 Bacteria_16S 


strain HK1 0089 1 


Actinobacteria; Actinoba 
324354 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 
324354 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


324354 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


324354 Bacteria_16S 


strain DSM 11140 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


324354 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
324354 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


324354 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
324354 Bacteria_16S 


strain DSM 43040 


strain DSM 43039 


strain DSM 43151 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


324354 Bacteria_16S 


strain DSM 44183 
Actinobacteria; A 


324354 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


324354 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 


3092890 3092969 1 77 
ibosomal RNA, partial sequence 


gi 


Micr 
3094409 3094488 1 77 gi 
ribosomal RNA, partial sequence 
Micr 

gi 


3098991 3099070 1 77 


3103435 3103514 1 vay gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


e; Verrucosispora. 
3115466 3115545 1 77 gi 
DMMZ 1710 16S ribosomal RNA, partial s 


a; Acti 


3133436 31335151 
6S ribo 


77 gi 
cteridae; Actinomycetales; Micr 
3153090 3153169 1 77 gi 
16S rib 
cteridae; Actinomycetales; Micr 
3156240 3156319 1 ee gi 
n DSM 6115 16S ribosomal RNA, partial 

115 Bacteria; Firmicutes; Clostridia; 

3224569 3224648 1 Td gi 
A 16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


3226004 3226083 1 77 


gi 


3324585 3324664 1 i gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 
3326112 33261911 V7 gi 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3327633 3327712 1 77 gi 

ain DSM 43810 16S ribosomal RNA, parti 

teria; Actinobacteria; Actinobacterida 

e; Dactylosporangium. 

3329152 33292311 77 gi 
43917 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


3330680 3330759 1 77 


gi 


3332208 3332287 1 77 


gi 


3333703 3333782 1 77 


gi 


3335197 3335276 1 77 gi 
in DSM 43805 16S ribosomal RNA, partia 


e; Actinoplanes. 


3336692 33367711 77 


gi 
ctinobacteridae; Actinomycetales; Cory 
3338201 3338280 1 77 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


nobacteria; Actinobacteridae; Act 


eria; Actinobacteria; Actinobacteridae; 


219846860 


3092041 30935 


ococcineae 
219846859 


3093562 30950 


ococcineae 
219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 


ococcineae 
219846853 
quence 


’ 


219846845 
equence 
inomycet 


219846833 


somal RNA, partial sequence 3132587 31340 


ococcineae 
219846820 


osomal RNA, partial sequence 3152235 31537 


ococcineae 
219846818 
sequence 
Clostridia 
219846771 
32236 
Acti 


ales; 


219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 


ococcineae 
219846702 
quence 
tinomyceta 


219846701 
ence 33252 
ales; Micr 


219846700 
al sequenc 
e; 
219846699 
ence 33282 


ales; Micr 


219846698 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 


omonospori 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 


omonospori 
219846696 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 


omonospori 
219846695 
1 sequence 
; Actinomy 


219846694 


16S ribosomal RNA, partial sequence 3335845 33373 


nebacterin 
219846693 
al sequenc 
e; Actinom 


3339713 3339792 1 77 


gi 


219846692 


Actinomy 


Actinomycet 


ref |NR_026452.1 


7 Mi 
ref 


crococcaceae 
NR_026451.1 
; Micrococcaceae 
ref|NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref|NR_026445.1 
102586 310404 
cetales; Micromo 


Ww 


ref 
3 


ales; 


NR_026437.1 
114620 311608 
Micrococci 


ref |NR_026425.1 


7 De 
ref 


rmacoccaceae 
NR_026412.1 
; In 
ref 


trasporangia 
NR_026410.1 
155325 315690 
les; Peptococcac 
ref|NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


w 


ref|NR_026362.1 


; Intrasporangia 
ref |NR_026294.1 

3323723 332519 
les; Micromonosp 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ref|NR_026292.1 
e 3326771 332823 
ales; Microm 


ref |NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ref|NR_026290.1 


; Micromonos 
NR_026289.1 


neae 
ref 
neae; Micromonos 
ref |NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref |NR_026287.1 
3334351 333579 
cetales; Micromo 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026285.1 
e 3337354 333881 
ycetales; Coryne 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Microbacterium 
0 Microbacterium 


neae; Microbacteriaceae; 


Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Desulfotomaculum 

1 Desulfotomaculum 

eae; Desulfotomaculum. 

Actinomyces europaeus 

myces europaeus 

nomycetaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 
onosporineae; 


Dactylosporangium 
osporangium fulvum 


Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
3 Mycobacterium 
bacterineae; 


ref|NR_026284.1 


333886 


Mycobacterium 
4 3340325 Mycobacterium 


austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


324354 Bacteria_16S 


DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 


324354 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
324354 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


324354 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


324354 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


324354 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


324354 Bacteria_16S 


strain DSM 9580 1 
Actinobacteria; A 


324354 Bacteria_16S 


strain DSM 7083 1 
Actinobacteria; A 


3341238 3341317 1 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


77 gi 


3342765 3342844 1 77 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3344284 3344363 1 77 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3345812 3345891 1 77 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3347338 3347417 1 77 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3348864 3348943 1 77 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3351921 3352000 1 77 


gi 


ctinobacteridae; Actinomycetales; Micr 
3356568 3356647 1 77 gi 


ctinobacteridae; Actinomycetales; Micr 


324354 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


324354 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


324354 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 


Promicromonospora. 
324354 Bacteria_16S 


strain DSM 43852 
Actinobacteria; A 


324354 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


324354 Bacteria_16S 


strain DSM 20167 
Actinobacteria; A 


324354 Bacteria_16S 


strain DSM 20119 


3358131 33582101 77 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 


3394528 3394607 1 ay 


gi 
ctinobacteridae; Actinomycetales; Micr 
3396037 3396116 1 a gi 

43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3397542 33976211 vii 


gi 
ctinobacteridae; Actinomycetales; Micr 
3399067 3399146 1 77 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3400601 3400680 1 77 


gi 


ctinobacteridae; Actinomycetales; Micr 
3402127 3402206 1 ad gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 3403667 3403746 1 77 gi 
strain DSM 20138 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 3405197 3405276 1 V1 gi 
histidinolovorans strain DSM 20115 16S ribosomal RNA, p 
histidinolovorans Bacteria; Actinobacteria; Actinobacte 
Micrococcaceae; Arthrobacter. 

324354 Bacteria_16S 3406723 3406802 1 


a7 gi 


219846690 


3340376 3341852 Micro 


omonospori 


219846689 
nce 33419 
ales; Micr 


219846688 
33434 
ales; Micr 
219846687 
e 33449 
ales; Micr 
219846686 
ce 33464 
ales; Micr 
219846685 
33480 
Micr 


ales; 


219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
occineae; 


oc 
219846679 


6S ribosomal RNA, partial sequence 3355696 33572 


ococcineae 
219846678 
1 sequence 
e; 


219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


ococcineae 
219846648 
ence 33951 
ales; Micr 


219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


ococcineae 

219846646 
sequence 

Actinomyc 


219846645 


16S ribosomal RNA, partial sequence 3399736 34012 


ococcineae 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846642 
artial seq 
ridae; Act 


219846641 


strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 34073 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 3412871 3412950 1 vB gi 
strain NCTC 10951 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
324354 Bacteria_16S 3417287 3417366 1 TI gi 


ococcineae 
219846636 
34120 
nomycineae 
219846633 


Actinomycet 


ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


’ 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


ref|NR_026280.1 
22 3344899 Micro 
omonosporineae; 


ref|NR_026279.1 
50 3346425 Micro: 
omonosporineae; 


ref |NR_026278.1 
76 3347951 Micro: 
omonosporineae; 


ref|NR_026277.1 
02 3349477 Micro 
omonosporineae; 
ref|NR_026275.1 


crobacteriac 
NR_026271.1 


7 Mi 
ref 
; Dermabacterace 
ref |NR_026270.1 

3357257 335877 
ales; Microc 


ref|NR_026241.1 


; Brevibacteriac 
ref|NR_026240.1 
98 3396650 Promic 
ococcineae; Pro 


ref|NR_026239.1 


; Cellulomonadac 
ref |NR_026238.1 

3398202 339968 
etales; Micrococ 


ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026236.1 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Micromonospora 


monospora inositola 


Micromonosporaceae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


micromonosporaceae Hi 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter oxydans 


49 Arthrobacter oxydans Bacteria; 


v 


’ 


v 


, 


ref 
85 Arthrobacter 


ref 
uenc 
inomycetales; Mi 


ref 
45 Arthrobacter aurescens Bacteria; 


ref 
06 3413422 Actino 


ref 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 


Micrococcaceae 
NR_026235.1 
Micrococcaceae 
NR_026234.1 
e 340433 


NR_026233.1 
Micrococcaceae 
NR_026228.1 
Actinomycetace 
NR_026225.1 
341641 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


; Arthrobacter. 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Actinomyces 

6 3417841 Actinomyces 


hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 


324354 Bacteria_16S 


strain DSM 20315 


strain DSM 20032 


strain DSM 20550 


strain DSM 20541 


protophormiae str 
protophormiae Bac 


3453007 3453086 1 77 


gi 


3454534 3454613 1 77 


gi 


3456063 3456142 1 ad 


gi 


3457592 34576711 77 


gi 


3459086 3459165 1 77 gi 
ain DSM 20168 16S ribosomal RNA, parti 


Micrococcaceae; Arthrobacter. 


324354 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


324354 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


324354 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


324354 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


324354 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


324354 Bacteria_16S 


crystallopoietes 
crystallopoietes 
Micrococcaceae; A 


324354 Bacteria_16S 


strain DSM 20133 
Actinobacteria; A 


324354 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


324354 Bacteria_16S 


strain 6843 DSM 1 
Actinobacteria; A 


324354 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


324354 Bacteria_16S 


strain DSM 3133 1 
Actinobacteria; A 


324354 Bacteria_16S 


strain ATCC 51856 
Actinobacteria; A 


324354 Bacteria_16S 


strain DSM 20425 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3504481 3504560 1 77 gi 


324354 Bacteria_16S 


strain DSM 43045 
Actinobacteria; A 


324354 Bacteria_16S 


strain DSM 20145 
Actinobacteria; A 


324354 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


3460607 3460686 1 77 
rain DSM 420 16S ribosomal RNA, 


gi 


rthrobacter. 


3462127 3462206 1 77 


gi 
ctinobacteridae; Actinomycetales; Micr 
3463650 3463729 1 i gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 


3465173 3465252 1 Pep 


gi 
ctinobacteridae; Actinomycetales; Micr 
3466696 3466775 1 77 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3468218 3468297 1 77 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 


3469744 3469823 1 Toh 


gi 
ctinobacteridae; Actinomycetales; Micr 
3471262 34713411 at gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3478907 3478986 1 77 


gi 
ctinobacteridae; Actinomycetales; Acti 
3480359 3480438 1 i i gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


3487985 3488064 1 ATi 


gi 
ctinobacteridae; Actinomycetales; Micr 
3498563 3498642 1 77 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Acti 
3502954 3503033 1 a1 gi 


ctinobacteridae; Actinomycetales; Micr 
3506009 3506088 1 TT gi 


ctinobacteridae; Actinomycetales; Micr 
3507526 3507605 1 V7 gi 
DSM 20166 16S ribosomal RNA, partial s 


324354 Bacteria_16S 


3509047 3509126 1 77 


gi 


teria; Actinobacteria; Actinobacterida 


comple 
cteria; Actinobacteria; Actinobacterid 


a; Actinobacteria; Actinobacteridae; Act 


219846608 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 


ococcineae 
219846607 


16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 


ococcineae 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 


ococcineae 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 


ococcineae 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino 


’ 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 
occineae; 


oc 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846598 

sequence 

Actinomyce 


219846597 
rtial sequ 


idae; Acti 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 

219846595 
sequence 

Actinomyc 


219846590 


6S ribosomal RNA, partial sequence 3478022 34794 
mycineae; 


no 
219846589 
1 sequence 
Actinomyc 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 


ococcineae 
219846577 
34976 
nomycineae 
219846574 


16S ribosomal RNA, partial sequence 3502100 35035 


ococcineae 
219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


ococcineae 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
occineae; 


oc 
219846571 
equence 
inomycet 


219846570 


liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 


Actinomycet 


ref|NR_026200.1 


7 Mi 
ref 


crococcaceae 
NR_026199.1 
; Micrococcaceae 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
3 Micrococcacea 
ref |NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 


Micrococcaceae 


tale 


ref 
ence 
nomycetales 
ref|NR_026188.1 
48 Arthrobacter 
Micrococcacea 


etales; Mic 


ref |NR_026182.1 
; Actinomycetace 
ref|NR_026181.1 

3479494 348091 
etales; Actinomy 


ref|NR_026176.1 


; Cellulomonadac 
ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026166.1 
, Br 
ref 


evibacteriac 
NR_026165.1 
> Mi 
ref 


crobacteriac 
NR_026164.1 


; Microbacteriac 
ref|NR_026163.1 
3506673 350814 


ales; Micrococci 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


’ 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


’ 


Arthrobacter pascens 


pascens Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


ref |NR_026162.1 
3508192 350966 


Microbacterium 
5 Microbacterium 


liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; Microbacterium. 

324354 Bacteria_16S 3510569 3510648 1 
imperiale strain 
imperiale Bacteria; 
Microbacterium. 
324354 Bacteria_16S 3512091 35121701 
lacticum strain DSM 20427 
lacticum Bacteria; 
Microbacterium. 


324354 Bacteria_16S 3513617 3513696 1 


strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 


77 


77 


77 


gi 


DSM 20530 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Act 


gi 


16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


324354 Bacteria_16S 3515141 35152201 


strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 


77 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


324354 Bacteria_16S 
strain DSM 20542 


3516659 3516738 1 


77 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


324354 Bacteria_16S 
strain DSM 20528 


3518181 3518260 1 


77 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


324354 Bacteria_16S 3534900 3534979 1 
pseudalcaliphilus 
pseudalcaliphilus Bacteria; 


324354 Bacteria_16S 3538025 3538104 1 


strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus 
Bacillus. 


Firmicutes; Bacillales; 
324354 Bacteria_16S 


Bacillaceae; 
3539594 3539673 1 


strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
324354 Bacteria_16S 3541166 3541245 1 
strain DSM 8720 16S ribosomal RNA, 
Firmicutes; Bacillales; 
324354 Bacteria _ 16S 


Bacillaceae; 
3542723 3542802 1 


strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus 
Bacillus. 


Firmicutes; Bacillales; 
324354 Bacteria_16S 


Bacillaceae; 
3582198 3582277 1 


77 


Bacillales; 


77 


77 


77 


77 


77 


gi 


DSM 8725 16S ribosomal RNA, partial s 
Firmicutes; 


Bac 
gi 


gi 


gi 


gi 


gi 


stercorarium subsp. thermolacticum strain TX41 16S ribo 
Clostridium stercorarium subsp. thermolacticum Bacteria; 


Clostridiaceae; Clostridium. 
324354 Bacteria_16S 3602323 3602402 1 


77 


gi 


hyovaginalis strain BM 1192/5 16S ribosomal RNA, partia 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae 


Actinomycetaceae; Actinomyces. 
324354 Bacteria_16S 3764903 3764982 1 


77 


gi 


thermocisternum strain ST90 16S ribosomal RNA, partial 


thermocisternum Bacteria; Firmicutes; 
324354 Bacteria_16S 3769287 3769366 1 


Clostridia; 


77 


Clost 
gi 


michiganensis subspecies tessellarius strain 78181 16S 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


324354 Bacteria_16S 3886333 3886412 1 


Micrococcineae; Microbacteriaceae; 


metallireducens strain GS-15 16S ribosomal RNA, partial 


metallireducens Bacteria; 
Geobacter. 
324354 Bacteria_16S 
strain CM2104 16S 


4011976 4012055 1 


Proteobacteria; 


ribosomal RNA, partial sequence 


Cla 

V7 gi 
Deltaproteoba 
77 gi 


4011119 40125 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


324354 Bacteria_16S 4024080 4024159 1 


77 


strain 20-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


324354 Bacteria_16S 4031726 4031805 1 


77 


gi 


4023267 40246 


gi 


strain NRRL B-16327 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


324354 Bacteria_16S 4033276 4033355 1 


77 


gi 


strain NRRL B-16153 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


324354 Bacteria_16S 4034830 4034909 1 


lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 


77 


219846569 
equence 


219846568 
quence 


219846567 


219846566 


219846565 


16S ribosomal RNA, partial sequence 3515805 35172 
ococcineae; 


219846564 


16S ribosomal RNA, partial sequence 3517327 35187 
ococcineae; 


219846553 
equence 
illaceae; 

219846551 


219846550 


219846549 


complete sequence 3540266 3541787 Bacillus 
Bacillus. 


219846548 


219846521 


19846505 


219846388 
sequence 
ridiales; 

219846385 
ribosomal 


vibacter. 

219846305 
sequence 
cteria; 


219846215 


219846207 


219846202 


ales; 
219846201 


ales; 
219846200 


gi 


inomycetales; 
tinomycetales; 


ococcineae; 


ococcineae; Microbacteriac 


somal RNA, 


2 
1 sequence 
; Actinomycetales; 


Desulfuromonadales 


ococcineae; 


ref|NR_026161.1 
3509716 351118 


ref|NR_026160.1 
3511236 351270 


ref|NR_026159.1 
Microbacteriac 


ref|NR_026158.1 


ref|NR_026157.1 


Microbacteriac 


ref|NR_026156.1 


Microbacteriac 


Bacillus. 
ref |NR_026143.1 


ref|NR_026142.1 
ref 


NR_026141.1 


ref |NR_026140.1 


ref|NR_026113.1 
partial sequenc 
Firmicutes; 


NR_026097.1 
3601450 360294 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025976.1 
RNA, 


ref|NR_025895.1 
3885428 388697 


ref|NR_025805.1 


ref|NR_025797.1 


ref|NR_025792.1 
Glyco. 
ref|NR_025791.1 
Glyco. 
NR_025790.1 

403395 


ref 


Clostridia; 


partial sequence 


Microbacterium 
5 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Bacillus 
4 Bacillus 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Clavibacter 
3768438 3769927 


Geobacter 
3 Geobacter 
; Geobacteraceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 
Intrasporangiaceae; 


Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 
ococcineae; Microbacteriac 


eae; Agromyces. 
Glycomyces algeriensis 


4030856 4032350 Glycomyces algeriensis 
Glycomycineae; 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


4032401 4033899 Glycomyces arizonensis 
Glycomycineae; 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 


Glycomycetaceae; Glycomyces. 


324354 Bacteria_16S 
strain JC2056 16S 


324354 Bacteria_16S 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


Nocardioidaceae; 
324354 Bacteria_16S 
strain JC1078 16S 


324354 Bacteria_16S 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 405944 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 


4049920 4049999 1 


4051352 40514311 


4054308 4054387 1 


4058843 4058922 1 


Micrococcaceae; Citricoccus. 


324354 Bacteria_16S 


4063350 4063429 1 


77 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


77 


77 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


77 


77 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
324354 Bacteria_16S 


strain HD9 16S ribosomal 
Actinobacteria; Actinoba 


324354 Bacteria_16S 


4110165 41102441 


4111731 41118101 


strain DSA1 16S ribosomal RNA, partial 


Actinobacteria; Actinoba 


324354 Bacteria_16S 


permense strain VKM Ac-2280 16S 
Actin 


permense Bacteria; 
Brevibacterium. 
324354 Bacteria_16S 


strain KMM 3637 16S ribo 
Actinobacteria; Actinoba 


324354 Bacteria_16S 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacter 
Actinomycetales; Micrococcineae; Micrococcaceae; 


Actinobacteridae; 
324354 Bacteria_16S 
strain CA15-8 16S 


324354 Bacteria_16S 


thermobenzoicum subsp. thermosyntrophicum strain TPO 16S 


4113276 4113355 1 


4120829 4120908 1 


4125447 4125526 1 


4200418 4200497 1 


4230790 4230869 1 


77 


RNA, partial sequence 
cteridae; Actinomycetales; 


LT 
sequence 


cteridae; Actinomycetales; 


77 


ribosomal RNA, partial 
obacteria; Actinobacteridae; Actinomycetales; 


77 


somal RNA, partial sequence 4119951 41 
cteridae; Actinomycetales; Micrococcineae; 


77 


77 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


77 


gi|219846187 


4049074 4050453 Nocardioides 


gi|219846186 


gi|219846184 


4053509 4054929 Serinicoccus 


gi|219846181 


gi|219846177 


complete sequence 4062487 406399 
Actinomycetales; 


gi|219846145 


4109294 41108 
Propionibacterineae; 


gi|219846144 


4110861 41123 
Propionibacterineae; 


219846142 
sequence 


gi 


gi|219846137 


gi| 219846133 


gi|219846075 


4199561 4201031 Arthrobacter 


gi|219846048 


Actinomycetales; Propioni 


Actinomycetales; 


214 


ribosomal RNA, partial s 


ref|NR_025777.1 
Nocardioi 
ref|NR_025776.1 

4050504 405187 


ref|NR_025774.1 


ref|NR_025771.1 


Micro 


ref|NR_025767.1 


Coryneba 


ref|NR_025735.1 
Nocardioi 
ref|NR_025734.1 
Nocardioi 
ref|NR_025732.1 

4112427 411388 
Micrococcin 
ref|NR_025727.1 
Brevibacteriac 
ref|NR_025723.1 


Kocuria. 
ref|NR_025665.1 


Micrococcaceae 
ref |NR_025638.1 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Serinicoccus marinus 


marinus Bacteria; 
Intrasporangiaceae; 


Serinicoccus. 
Citricoccus 

8 Citricoccus 

coccineae; 


Mycobacterium 
2 Mycobacterium 


cterineae; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Brevibacterium 

5 Brevibacterium 

eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Kocuria marina strain 
ia; Actinobacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 
324354 Bacteria_16S 
strain R18165 16S 


324354 Bacteria_16S 
strain C3H-21 16S 


324354 Bacteria_16S 
strain Z-7937 16S 
Firmicutes; 
324354 Bacteria_16S 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitr 


324354 Bacteria_16S 


Peptococcaceae; 


ribosomal RNA, 


Clostridia; 


4238336 42384151 


4244329 4244408 1 


91407 


91481 6 


125228 125302 6 


182981 183055 6 


Desulfotomaculum. 


77 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


77 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


77 


ribosomal RNA, partial sequence 
Halanaerobiales; 


77 


77 


strain 6VI 16S ribosomal RNA, partial sequence 


Firmicutes; 
324354 Bacteria_16S 


Clostridia; 


Clostridiales; 
220083 220161 1 


Clostridiaceae; 


77 


Halobacteroidaceae; 


gi| 219846043 


4237444 42389 


gi|219722939 


4243475 42448 
ococcineae; 


gi| 265679002 


90540 


265678979 
sequence 


gi 


gi|265678941 


182124 18361 
Clostridium. 


gi| 265678916 


kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 


kaustophilus Bacteria; 
324354 Bacteria_16S 

strain DSM 20475 
Firmicutes; 
324354 Bacteria_16S 
subsp. rifamycini 
cremea subsp. 


324354 Bacteria_16S 


polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. 


324354 Bacteria_16S 


Clostridia; 


Firmicutes; 
224567 224641 6 


Clostridiales; 
268545 268623 1 


270042 270116 6 


423791 423865 6 


Bacillales; 


77 


77 


strain INA 1349 16S ribosomal RNA, pa 
rifamycini Bacteria; Actinobacteria; Acti 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 


77 


77 


strain F12 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Bacillus. 


Bacillaceae; 


gi| 265678913 


16S ribosomal RNA, partial sequence 223682 22507 
Peptococcaceae; 


gi| 265678881 


gi| 265678880 


gi| 265678772 


92000 


ospiraceae; 


Geobacillus. 


rtial sequence 


nobacteridae; 


artial sequence 


Incertae Sedis; 


ref |NR_025633.1 
Actinomycetace 
ref|NR_024571.1 


Dermabacterace 


ref|NR_029310.1 


ref |NR_029287.1 
124349 125867 
Nitrospira. 


ref |NR_029249.1 


ref |NR_029224.1 


19184 220608 


ND 


ref|NR_029221.1 


ref |NR_029187.1 

267723 
Actinomyceta 
ref|NR_029186.1 


269183 


Thermo 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Natroniella acetigena 


Natroniella acetigena Bacteria; 
Natroniella. 


Nitrospira 
Nitrospira 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Geobacillus 
Geobacillus 


Peptococcus niger 


4 Peptococcus niger Bacteria; 
Peptococcus. 


Actinomadura cremea 
269132 Actinomadura 
les; 


Thermoanaerobacterium 
270620 


anaerobacterium. 


ref|NR_029077.1 


Bacillus algicola 


422881 424425 Bacillus algicola Bacteria; 


324354 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; 


strain Muenster 2 


Bacteria; Actinob 
324354 Bacteria_16S 
shriftii strain D 
Firmicu 
324354 Bacteria_16S 


Bacteria; 


strain OS Hl 16S 


Bacil 
324354 Bacteria_16S 
prausnitzii strai 
prausnitzii Bacte 
324354 Bacteria_16S 


585749 585823 

16S ribosomal RNA, 
lales; Bacillaceae; 
594811 594885 


6 77 gi 
partial sequence 

Bacillus. 

6 77 gi 
ria; Firmicutes; Clostridia; 
631225 631304 1 77 gi 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
817489 817563 6 77 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
850754 850828 6 77 gi 
ribosomal RNA, partial sequence 


n ATCC 27768 16S ribosomal RNA, partia 
Clostridi 


849874 85135 


265678662 
58488 


265678656 
1 sequence 
ales; Rumi 
265678630 
e 63034 
ales; Micr 
265678501 
nce 81658 
bacteroida 
265678479 


ref 


8 586308 Bacil 


ref 


593943 59540 
noco 


ref 


9 631823 Kytoc 
ococ 


ref 


1 817998 Selen 
ceae 


ref 


NR_028967.1 


NR_028961.1 


ccaceae; Fa 
NR_028935.1 


cineae; Der 
NR_028804.1 
; Selenihal 
NR_028782.1 


1 


4 


e 


fo 
macoccaceae; 
ai 
a 


Bacillus barbaricus 
us barbaricus Bacteria; 


Faecalibacterium 

Faecalibacterium 
calibacterium. 

Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 
Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

324354 Bacteria_16S 1063588 1063662 6 77 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

324354 Bacteria_16S 1087440 1087514 6 77 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 1100963 1101037 6 77 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 1176791 1176865 6 77 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 1244810 1244884 6 77 gi|219857537|ref|NR_025125.1| Desulfitobacterium 


metallireducens s 
metallireducens B 


324354 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


324354 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


324354 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


324354 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


324354 Bacteria_16S 


51271 16S ribosom 
Firmicutes; Clost 


324354 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


324354 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


324354 Bacteria_16S 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


324354 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


324354 Bacteria_16S 


paraconglomeratum 
paraconglomeratum 
Dermabacteraceae; 


324354 Bacteria_16S 


decolorationis st 
decolorationis Ba 


train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1280673 1280752 1 77 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1341584 1341658 6 77 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1346247 1346326 1 77 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1398942 1399016 6 77 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1499139 1499213 6 77 gi 
al RNA, complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1630773 1630847 6 77 gi 
lales; Bacillaceae; Bacillus. 

1693293 1693367 6 77 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1760457 1760536 1 77 gi 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


1761978 1762057 1 i a gi 
LMG 20336 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 


1763500 1763579 1 77 gi 
strain LMG 19861 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Brachybacterium. 

1802676 1802750 6 77 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 


324354 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


1842518 1842592 6 77 gi 


1279854 12812 


1498269 1499735 Caton 
atonella. 


16S ribosomal RNA, partial sequence 1629885 16313 


1 sequence 
ridiales; 
219846091 
ales; Prop 
228721140 
nce 13406 
Peptococca 
228720938 
ence 13453 
mycetales; 


228715357 
nce 13980 
nadaceae; 

219846656 


Cc 
219878456 


219878412 
equence 
iales; Pep 
219878365 
uence 
inomycetal 


219878364 
equence 
ctinomycet 


219878363 
artial seq 
ridae; Act 


219878334 
ial sequen 
aceae; Bac 
219878307 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1243915 12454 
Pept 


ref 


10 Aeromicrobium 
ioni 


ref 


74 1342203 Desulf 
ceae 


ref 


82 1346861 Brach 
Mic 


ref 


84 1399529 Gemma 
Gemmatimonas. 


ref 


ella 


ref 


ref 


1692386 16939 
toco 


ref 


1759669 17610 
es; 


ref 


1761124 17625 
ales 


ref 


uenc 
inomycetales; Mi 


ref 
ce 1801788 180329 
illu 
ref 
1841624 1843132 Bacillus halodurans Bacteria; 


2 
ococcaceae; 
NR_025681.1 


bacterineae; 


NR_027603.1 
; Desulfitob 
NR_027599.1 
y 


rococcineae; 


NR_027529.1 
it 


NR_026248.1 
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324354 Bacteria_16S 2032544 2032618 6 77 gi|219878174|ref|NR_025313.1] Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

324354 Bacteria_16S 2095485 2095559 6 at gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 2338029 2338103 6 77 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

324354 Bacteria_16S 2527552 2527626 6 77 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

324354 Bacteria_16S 2548277 2548351 6 TT gi|219857345|ref|NR_024933.1| Desulfosporosinus 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

324354 Bacteria_16S 2617531 2617605 6 77 gi|219857254|ref|NR_024885.1| Paralactobacillus 
selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

324354 Bacteria_16S 2658565 2658644 1 77 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

324354 Bacteria_16S 2723064 2723138 6 77 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

324354 Bacteria_16S 2726156 2726230 6 77 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 2729243 2729317 6 77 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

324354 Bacteria_16S 2769409 2769483 6 77 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 2786109 2786183 6 qt gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

324354 Bacteria_16S 2787689 2787763 6 77 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

324354 Bacteria_16S 2983990 2984064 6 77 gi|219846934|ref|NR_026526.1| Bacillus vedderi 


strain JaH 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 


Bacillaceae; Bacillus. 


2983106 29845 


83 Bacillus vedderi Bacteria; 


324354 Bacteria_16S 3027922 3027996 6 77 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
324354 Bacteria_16S 3043204 3043282 1 77 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 
strain lacT 16S ribosomal RNA, partial sequence 3042319 3043795 Desulfovibrio zosterae Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

324354 Bacteria_16S 3154657 3154731 6 qa gi|219846819|ref|NR_026411.1| Desulfosporosinus 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

324354 Bacteria_16S 3310941 3311019 2 TT gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

324354 Bacteria_16S 3355008 3355087 1 at gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

324354 Bacteria_16S 3359695 3359774 1 qt gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

324354 Bacteria_16S 3361281 3361355 6 77 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

324354 Bacteria_16S 3374868 3374942 6 77 gi|219846667|ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

324354 Bacteria_16S 3377932 3378011 1 77 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 


strain M17C 16S ribosomal RNA, partial sequence 


3377063 3378542 Kytococcus sedentarius Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
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Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


324354 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


324354 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


324354 Bacteria_16S 


HTCC2155 strain H 


HTCC2155 Bacteria; 
324354 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


324354 Bacteria_16S 


strain FI-25796 1 
Actinobacteria; A 


324354 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


324354 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


324354 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


324354 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


324354 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


324354 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


strain Dfrl 16S r 
Proteobacteria; D 


324354 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


strain SE-32A-C8 


Proteobacteria; G 


324354 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


324354 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


324354 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


strain DM-2 16S r 
Proteobacteria; D 


genavense strain 
Bacteria; Actinob 
Mycobacterium. 


324354 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


marinus strain MH 
Bacteria; Proteob 


cteria; 
324354 Bacteria_16S 


bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
324354 Bacteria_16S 


eltaproteobacteria; 
324354 Bacteria_16S 
ibosomal RNA, partial sequence 
eltaproteobacteria; 
324354 Bacteria_16S 
2289 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
324354 Bacteria_16S 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
3408290 3408367 3 77 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


ot 


eq 


v 


3500039 3500112 6 77 


gi 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; ct 


3525780 3525853 6 77 
ridia; Clostridiales; Clostridiaceae; 
3527347 3527420 6 77 gi 
rain DSM 3847 16S ribosomal RNA, compl 
Firmicutes; Clostridia; Clostr 
3632383 3632460 3 77 gi 
ibosomal RNA, partial sequence 


El 
et 
id 


, 


2782197 27836 


219846640 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 


219846558 
219846484 


3631486 36329 
eltaproteobacteria; Desulfuromonadales 


richaceae; Thiothrix. 
ref |NR_026232.1 
3407396 340888 


obacterales; 


uence 
Syntroph 


ref|NR_026168.1 
73 Cetobacterium 
erium. 
ref|NR_026151.1 
ostridium. 
ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref |NR_026076.1 


e sequen 
iales; C 


Geobacteraceae; Geobacte 


3761961 3762038 3 77 


gi 


, 


3954 4030 4 77 


gi 


16S ribosomal RNA, partial sequence 3080 4533 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
56943 57019 4 77 gi|265679026|ref|NR_029334.1 
2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocy 
acteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioc 
58444 58520 4 77 gi| 265679025 |ref|NR_029333.1 
2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocy 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
112943 113019 4 77 gi| 265678987 |ref|NR_029295.1 


ribosomal RNA, partial sequence 
Syntrophobacterale 
114542 114618 4 77 gi 


Ss; 


Syntrophobacterale 
221517 221596 1 77 gi 


Ss; 


ce 


255091 255167 4 77 


gi 


ip 


341831 341907 4 77 


gi 
ce 


ha 


324354 Bacteria_1 
strain PL7HG1 16S 


6S 383650 383726 4 77 
ribosomal RNA, partial sequence 


gi 


219846391 
3761076 37625 


265679061 


112043 11359 


265678986 
113641 11518 


265678915 
ales; 


265678892 
254252 255652 Afipi 


265678830 


265678799 
382807 384289 Bradyrhizobium betae Bacteria; 


ref |NR_025982.1 


race 
ref 


Geobacte ae; Geobacte 


NR_029369.1 


hace 
ref 


Syntrop ae; Syntroph 


NR_029294.1 
Syntrophaceae; Syntroph 
ref |NR_029223.1 
9 222097 Mycoba 
nebacterineae; M 


22065 
Cory 


ref 
a br 


NR_029200.1 
oomeae Bacte 
Der 
ref |NR_029135.1 
6 342344 Hydrog 
cirickettsiaceae 


34093 
les; Pis 


Syn 


1208580 1208649 5 71 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
osomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
acteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 

1347806 1347883 3 Tt gi|228720860|ref|NR_027598.1| Syntrophobacter 
in MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 

Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
eae; Syntrophobacter. 

1371903 1371980 3 77 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
TCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

1987093 1987170 3 a9 gi|219878204|ref|NR_025343.1| Cystobacter 
n Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 

Cystobacter. 

2594362 2594441 1 77 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
6S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

2730748 2730825 3 77 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 
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60 Geobacter bremensis Bacteria; 
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324354 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


324354 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


324354 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


324354 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


324354 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


324354 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


324354 Bacteria_16S 


strain JB-A2 16S 


Proteobacteria; G 


324354 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


324354 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


324354 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


324354 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


324354 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


324354 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


G 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 


492907 492983 4 77 
bosomal RNA, partial sequence 


gi 


563238 563314 4 77 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
669089 669165 4 77 gi 
ain M430/94/2 16S ribosomal RNA, parti 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
814460 814536 4 77 gi 


acteria; Gammaproteobacteria; Thiotric 
900906 900982 4 77 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
924164 924240 4 77 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
998178 998254 4 77 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
999690 999766 4 77 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1001210 1001286 4 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1029998 1030074 4 77 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1057445 1057521 4 77 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1066589 1066665 4 77 


gi 
ammaproteobacteria; Chromatiales; Chro 
1228103 1228179 4 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1229639 1229715 4 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1270431 1270507 4 If gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


324354 Bacteria_16S 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 


492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 


770475 77198 


1000320 10017 


6S ribosomal RNA, partial sequence 1065751 10671 
matiaceae; 


1227244 12287 


1228770 12302 


265678723 


265678677 
sequence 
ia; Acidit 


265678603 
al sequenc 


seudomonad 
265678503 
e 81355 
hales; Pis 
265678444 
e 90001 
hales; Pis 
265678429 
nce 92324 
acterales; 
265678379 
ce 99729 
hales; Pis 
265678378 
ce 99880 
hales; Pis 
265678377 


ciricketts 
265678358 
nce 10291 
hales; Pis 
265678339 
al sequenc 
eria; Rhiz 


265678333 


219878281 


seudomonad 
219878280 


seudomonad 
219846400 
sequence 

ia; Desulf 


1292787 1292863 4 77 


gi 


ref|NR_029028.1 


hiob 


ref |NR_028908.1 
e 668320 669706 


aceae; Cellvibri 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


iaceae; Thiomicr 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_025420.1 


acea 
ref 


e; Cellvibri 
NR_025419.1 


aceae; Cellvibri 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


228716433 


Marinobacter sediminum 


5 Marinobacter sediminum Bacteria; 


aceae; Marinobacter. 
ref |NR_028982.1| Acidithiobacillus 
562358 563851 Acidithiobacillus 


acillales; Acidithiobacillaceae; 


Arcanobacterium 
Arcanobacterium 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Arcanobacterium. 

703851 703927 4 Tt gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 
6S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 

732762 732838 4 Tt gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
1 RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
ia; Chromatiales; Chromatiaceae; Thiocapsa. 

734185 734261 4 qT gi| 265678559 |ref|NR_028863.1| Thiohalocapsa 
4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
acteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 

735717 735793 4 77 gi| 265678558 |ref|NR_028862.1| Allisonella 
strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

763715 763791 4 77 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

768278 768354 4 77 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
osomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 

Rhizobiales; Hyphomicrobiaceae; Devosia. 
771370 771446 4 QA gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 

Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Desulfofrigus 

ofrigus oceanense 

eae; Desulfofrigus. 
Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Thiomicrospira frisia 


’ 


, 


, 


, 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Rhodopseudomonas 

7 Rhodopseudomonas 
izobiaceae; 


v 


Rheinheimera pacifica 


pacifica Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


ref|NR_027551.1 


129190 


Marinobacter 
4 1293412 Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


324354 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


324354 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


324354 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


324354 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


324354 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


324354 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


324354 Bacteria_16S 


strain DSM 5901 1 


DSM 5900 16S ribo 
Alphaproteobacter 


324354 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


324354 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


324354 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


324354 Bacteria_16S 
limnaeus strain A26 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


324354 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


324354 Bacteria_16S 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


324354 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


324354 Bacteria_16S 


avidum strain DSM 
Bacteria; Actinob 


Propionibacterium. 
324354 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


324354 Bacteria_16S 


strain K9951 16S 


Proteobacteria; G 


324354 Bacteria_16S 


34632 16S ribosom 
Alphaproteobacter 


324354 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


324354 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


1329340 1329416 4 77 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1365699 1365775 4 77 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1391378 1391454 4 77 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1462748 1462824 4 77 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1505070 1505146 4 77 gi 

164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1572854 1572930 4 77 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1647529 1647605 4 77 gi 


ne 


en 
le 


e 
P 


, 


en 
na 


ue 
le 


le 


Ac 


1649026 1649102 4 BF 


gi 


ia; Rhodospirillales; Acetobacteraceae; 


1691719 1691795 4 Tt gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1 
ri 


1708664 1708740 4 77 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1766440 1766516 4 77 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1904888 1904964 4 77 gi 


gi 
ma 


en 
al 


acteria; Gammaproteobacteria; Chromatial 
2061909 2061985 4 77 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2078669 2078745 4 V7 gi 
DSM 20700 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Propionibacterium. 

2080228 2080304 4 77 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 

2081780 2081856 4 77 gi 
4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1 
te 


se 
Ac 


Ss 


, 


nc 
al 


2172795 2172871 4 77 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2187910 2187986 4 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2301751 2301827 4 77 gi 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
2303302 2303378 4 77 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2446021 2446097 4 77 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 


se 
io 
ip 
en 


na 


na 


324354 Bacteria_16S 


aerophilum strain 


2468819 2468895 4 77 gi 
AL3 16S ribosomal RNA, partial sequence 


219846090 


228719040 


228716336 


224581411 


219857383 


219878444 
6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


324354 Bacteria_16S 219878443 


somal RNA, partial sequence 1648203 1649649 Stell 


219878413 


219878402 
1707781 17092 
219878360 
219878260 


219878149 


219878137 


219878136 


219878135 


219857620 


219857607 
2187032 21885 


219857529 
2300928 2302353 Afipi 
219857528 


219857422 


219857404 


13284 
llaceae; 


ce 13648 
S; Brady 


13905 
arvularc 


ce 14618 
dales; 


nce 


s; Eubac 


15720 


s; Brady 


etobacte 


Stella. 


sequence 
a; Pseud 


tiaceae; 


ce 17655 
es; Ecto 


19040 
es; Chro 
seque 
ria; 


nce 
Chr 


quence 


tinomyce 


equen 
Actin 


ce 
omy: 


20809 
Prop 


e 
es; 


21719 
udomonad 


nellacea 


ia. 


ce 23024 
dales; A 


24451 
dales; A 


Alter 
219846440 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 

ref|NR_027578.1 


rhiz 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvula 
ref |NR_027192.1 
62 1463368 Marin 
omonadaceae; 
ref|NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref |NR_024971.1 
32 1573475 Rhodo 
rhizobiaceae; R 
ref|NR_025583.1 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025288.1 

2061023 206241 
omat 
ref |NR_025276.1 

2077807 207932 
tales; Propionib 


ref|NR_025275.1 
2079371 208087 
cetales; Propion 


ref|NR_025274.1 
23 2082426 Propio 
ionibacterineae; 


ref |NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025196.1 


e; L 
ref 
a bi 


egionella. 
NR_025117.1 
rgiae Bacter 


ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref|NR_025010.1 
48 2446624 Alishe 
1lteromonadaceae; 


ref|NR_024992.1 


67 1366328 Nitrob 
obiaceae; Ni 


r 


fo} 


Pp 
h 


Dialister invisus DSM 
ter invisus DSM 15470 


Nitrobacter 
acter hamburgensis X14 
trobacter. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 
Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Cellvibrio 
5 Cellvibrio 


domonadaceae; 


Rheinheimera baltica 


baltica Bacteria; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Lamprocystis 
5 Lamprocystis 


iales; Chromatiaceae; Lamprocystis. 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Legionella busanensis 


07 Legionella busanensis Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Thioalkalimicrobium 


2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


324354 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteob 
324354 Bacteria_16S 
strain LYP 16S ri 
D 
324354 Bacteria_16S 
strain 2074-AUS-E 
G 
324354 Bacteria_16S 
beliardensis stra 
beliardensis Bact 
324354 Bacteria_16S 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


strain DSM 12769 
Proteobacteria; 


G 


2471805 2471881 4 77 2 


gi 
acteria; Gammaproteobacteria; Chromati 
2473309 2473385 4 77 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; 


2 


Syntrophobacterale 
2501799 2501875 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2503305 2503381 4 77 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2506363 2506439 4 77 gi 


S; 
2 


2 


al 


io 


ar 
ri 


19857402 


es; 
19857401 


2472404 24737 
Syntrop 


19857381 


19857380 


24709 
Ecto 


25009 
nellacea 


tial seq 
a; Legio 
219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


Thioalkalivibrio 
kalivibrio versutus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 
haceae; Smithella. 
ref|NR_024969.1| Legionella waltersii 
08 2502354 Legionella waltersii Bacteria; 
e; Legionella. 
ref |NR_024968.1 
uence 250240 


ref|NR_024990.1 
21 2472353 Thioal 


Legionella 
5 2503874 Legionella 
nellales; Legionellaceae; Legionella. 
ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 


ammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 
324354 Bacteria_16S 2568153 2568229 4 77 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 
324354 Bacteria_16S 2648117 2648193 4 77 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 
324354 Bacteria_16S 2780093 2780169 4 77 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
324354 Bacteria_16S 2781560 2781636 4 77 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
324354 Bacteria_16S 2863593 2863669 4 77 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
324354 Bacteria_16S 2888325 2888401 4 77 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 


strain JCM 6484 1 


6S ribosomal RNA, partial sequence 2887459 28889 


29 Eubacterium multiforme Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

324354 Bacteria_16S 2929367 2929443 4 Be gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

324354 Bacteria_16S 2933896 2933972 4 77 gi|219856834|ref|NR_024653.1| Marinobacterium 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

324354 Bacteria_16S 2941427 2941506 1 Ti gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

324354 Bacteria_16S 2991600 2991676 4 77 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

324354 Bacteria_16S 2993089 2993165 4 77 gi|219846928|ref|NR_026520.1| Legionella brunensis 
strain 441-1 16S ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

324354 Bacteria_16S 2997655 2997731 4 77 gi|219846925|ref|NR_026517.1| Acidithiobacillus 


caldus strain KU 


Proteobacteria; G 


324354 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


324354 Bacteria_16S 


salinarius strain 
salinarius Bacter 


324354 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; G 


ammaproteobacteria; Acidithiobacillale 
3056929 3057005 4 77 gi 
train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


Ss; 


se 
ct 


3130545 3130617 6 75 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3172929 3173005 4 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 


ue 
ia 


ma 


324354 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


324354 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; G 


324354 Bacteria_16S 


3266809 3266885 4 77 gi 

ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3268227 3268303 4 77 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 


la 


io 


16S ribosomal RNA, partial sequence 2996783 29982 


219846884 


219846835 
219846806 
3172065 31735 


219846743 
3265947 32672 


219846742 
3267345 32688 


Acidith 


quence 
eria; Ae 


nce 
les; 


Hal 
tiaceae; 
les; 


Leg 


nellacea 


3388608 3388684 4 77 gi 


219846653 


42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026476.1| Succinivibrio 
3056079 3057541 Succinivibrio 
romonadales; Succinivibrionaceae; 


Halanaerobacter 

9 Halanaerobacter 
obacteroidaceae; Halanaerobacter. 

ref |NR_026398.1| Thiorhodococcus minor 
14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 
ref|NR_026335.1| Legionella drancourtii 
94 Legionella drancourtii LLAP12 
ionellaceae; Legionella. 

ref |NR_026334.1| Legionella lytica 

25 Legionella lytica Bacteria; 

e; Legionella. 


ref |NR_026427.1 


129667 313104 


Ww 


ref|NR_026245.1| Rhabdochromatium 


marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 


324354 Bacteria_1 


strain ATCC 33048 
Bacteria; 


strain CIP 103259 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
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324354 Bacteria_16S 
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324354 Bacteria_16S 


strain KMM 3809 1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 
324354 Bacteria_16S 4191488 4191564 4 77 gi|219846081|ref|NR_025671.1 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 419208 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alter 
Marinobacter. 

324354 Bacteria_16S 4223226 4223302 4 77 gi|219846056|ref|NR_025646.1 
strain 34633 16S ribosomal RNA, partial sequence 4222451 42238 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
324354 Bacteria_16S 31249 31328 1 77 gi| 265679043 |ref|NR_029351.1 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

324354 Bacteria_16S 40082 40161 aL 77 gi| 265679037 |ref|NR_029345.1 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

324354 Bacteria_16S 44684 44763 1 77 gi|265679034|ref|NR_029342.1 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimona 
324354 Bacteria_16S 49233 49312 1 77 gi| 265679031 |ref|NR_029339.1 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
324354 Bacteria_16S 100751 100830 1 77 gi| 265678996 |ref|NR_029304.1 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

324354 Bacteria_16S 102317 102396 1 77 gi|265678995|ref|NR_029303.1 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibaci 
Aneurinibacillus. 
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324354 Bacteria_16S 
strain CE40 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
324354 Bacteria_16S 
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324354 Bacteria_16S 
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324354 Bacteria_16S 


multivorans strai 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

324354 Bacteria_16S 442385 442464 1 77 gi|265678760|ref|NR_029065.1 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; B 
Bifidobacterium. 

324354 Bacteria_16S 511292 511371 1 77 gi|265678711|ref|NR_029016.1 
strain Tf 16S ribosomal RNA, partial sequence 510382 51190 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

324354 Bacteria_16S 532563 532642 1 77 gi| 265678697 |ref|NR_029002.1 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 53318 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 564747 564826 1 77 gi|265678676|ref|NR_028981.1 
strain LV3 16S ribosomal RNA, partial sequence 563902 56532 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
324354 Bacteria_16S 569261 569340 1 77 gi| 265678673 |ref|NR_028978.1 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
324354 Bacteria_16S 609888 609967 1 77 gi| 265678645 |ref|NR_028950.1 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
324354 Bacteria_16S 651147 651226 1 77 gi| 265678617 |ref|NR_028922.1 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
324354 Bacteria_16S 756137 756216 1 77 gi| 265678542 |ref|NR_028846.1 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 75674 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
324354 Bacteria_16S 765292 765371 1 77 gi|265678536|ref|NR_028840.1 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuo 
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Leptotrichia 


trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 


324354 Bacteria_16S 882500 882579 1 77 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

324354 Bacteria_16S 958157 958236 1 77 gi| 265678406 |ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

324354 Bacteria_16S 993522 993601 1 TT gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

324354 Bacteria_16S 1034641 10347201 77 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

324354 Bacteria_16S 1060504 1060583 1 77 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 
324354 Bacteria_16S 1082889 1082968 1 ve gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

324354 Bacteria_16S 1164630 1164709 1 77 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

324354 Bacteria_16S 1194894 1194973 1 TT gi|228715634|ref|NR_027536.1| Carboxydibrachium 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carboxydibrachium pacificum 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Carboxydibrachium. 

324354 Bacteria_16S 1220498 1220577 1 77 gi|219878362|ref|NR_025501.1| Allofustis seminis 
strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 

324354 Bacteria_16S 1286775 1286854 1 Dt gi| 219846053 |ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 
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324354 Bacteria_16S 
16S ribosomal RNA, partial sequence 1945009 19464 


strain LMG 17489 
Firmicutes; Bacil 


324354 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


324354 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


324354 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


324354 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


324354 Bacteria_16S 


strain CCUG 35957 
Actinobacteria; A 


324354 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


324354 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


1636894 1636973 1 
omal RNA, partial sequence 


77 gi 


bosomal RNA, partial sequence 


1636012 1637452 Bacil 


1684753 16861 


219878452 


ref 
lus 


NR_025591. 


soli Bacteri 


1 


Bacillus soli strain 
a; Firmicutes; 


laceae; Bacillus. 
1638385 1638464 1 77 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
omal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
laceae; Bacillus. 
1652070 1652149 1 77 gi| 219878441 |ref|NR_025580.1] Bacillus 
s strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
1685628 1685707 1 77 gi|219878418|ref|NR_025557.1| Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


lales; Bacillaceae; Bacillus. 

1690177 1690256 1 77 gi|219878414|ref|NR_025553.1| Planococcus 
in M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
tes; Bacillales; Planococcaceae; Planococcus. 

1702610 1702689 1 77 gi|219878406|ref|NR_025545.1| Halobacillus 

MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
tes; Bacillales; Bacillaceae; Halobacillus. 

1808865 1808944 1 77 gi|219878330|ref|NR_025469.1| Planococcus 
n CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
ria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

1824209 1824288 1 TT gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
tes; Bacillales; Bacillaceae; Halobacillus. 

1833311 1833390 1 77 gi|219878313|ref|NR_025452.1| Bifidobacterium 
CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
a; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 

1857551 1857630 1 77 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
6S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
bacillales; Carnobacteriaceae; Trichococcus. 

1871338 1871417 1 77 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
ibosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
lales; Bacillaceae; Geobacillus. 

1909193 1909272 1 77 gi| 219878257 |ref|NR_025396.1| Aerococcus 
in CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
eria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

1927583 1927662 1 a gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

1941183 1941262 1 77 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
lales; Bacillaceae; Bacillus. 

1945892 1945971 1 77 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 


lales; Bacillaceae; Bacillus. 
1974534 1974613 1 77 
ibosomal RNA, partial sequence 


lales; Planococcaceae; 


gi 


Marinibacillus. 


ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
2119833 2119912 1 77 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 


gi 


324354 Bacteria_16S 


2190992 21910711 77 gi 


1973642 19751 


2114343 21158 


2118933 21204 


219878212 


219857655 


219857605 


ref 


ref 


ref 


1982335 19824141 77 gi| 219878207 |ref|NR_025346.1 
ribosomal RNA, partial sequence 1981436 1982973 Chondromyces 
eltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; C 

1983920 1983999 1 77 gi| 219878206 |ref|NR_025345.1 

n Sy t2 16S ribosomal RNA, partial sequence 1983024 198455 
ria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangii 
1985504 1985583 1 77 gi| 219878205 |ref|NR_025344.1 

Cm al4 16S ribosomal RNA, partial sequence 1984609 198614 

ia; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiin 
2035611 2035690 1 77 gi|219878171|ref|NR_025310.1 

16S ribosomal RNA, partial sequence 2034753 2036233 Rothia 

ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
2115225 2115304 1 77 gi|219857658|ref|NR_025247.1 


NR_025351.1 
64 Marinibacillus marinus Bacteria; 


NR_025244.1 
54 Halobacillus 


NR_025193.1 


74 Bacillus fumarioli Bacteria; 


Marinibacillus marinus 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 

Planococcus maritimus 


’ 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Amphibacillus 


fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


324354 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


324354 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


324354 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


324354 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


324354 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


324354 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


324354 Bacteria_16S 


sapomandens strai 
sapomandens Bacte 


324354 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


324354 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


324354 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


324354 Bacteria_16S 


subsp. pectinolyt 


salmonicida subsp. 


Aeromonadaceae; A 


324354 Bacteria_16S 


strain O 16S ribo 
Actinobacteria; A 


324354 Bacteria_16S 


strain I 16S ribo 
Actinobacteria; A 


324354 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


324354 Bacteria_16S 


strain Se-1 16S r 
Deinococcus-Therm 


324354 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


324354 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


324354 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


324354 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


324354 Bacteria_16S 


strain Al-3 16S r 
Actinobacteria; A 


324354 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


324354 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


2267031 22671101 77 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2312485 2312564 1 77 gi 
in 34 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Geobacil 
2382079 2382158 1 77 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2388170 2388249 1 77 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2398752 2398831 1 77 gi 
SW28 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Sporo 
2403307 2403386 1 77 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2429273 2429352 1 77 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2444473 2444552 1 77 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2449059 2449138 1 77 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2450571 2450650 1 77 gi 


gi 


nc 
lu 


nc 
S; 


ne 
sa 


Vv 


se 
al 


e 
mi 


ia 
Ca 


lales; Thermoactinomycetaceae; Laceyella 
2456660 2456735 4 77 gi 
ica strain 34mel 16S ribosomal RNA, pa 
pectinolytica Bacteria; Proteobacter 
eromonas. 


2577438 2577517 1 


rt 
ia 
Ti gi 


ctinobacteridae; Actinomycetales; Micr 
2578867 2578946 1 V1 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
2622078 2622157 1 77 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2629768 2629847 1 V1 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
2681138 2681217 1 TT gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 

2703567 2703646 1 77 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 

2706573 2706652 1 77 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2732273 2732352 1 77 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 

2748407 2748486 1 77 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2755874 2755953 1 77 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2757453 2757532 1 DT: gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


oc 


en 
mi 


tL 


xf 
Ca 


ue 
Th 


eq 
le 


s 


Ca 


oc 


ne 
er 


al 
di 


e 
s 


e 23 


e 23 


24 


quenc 
es; 


24 
crobi 


’ 


ce 26 
crobi 


hermu 


nce 


ermal 


uence 


equen 
rnoba 


2747544 27 


occin 


e 27 
ales; 


219857555 
2266147 22676 


219857521 
23115 


219857472 
2381197 23827 


219857468 


873 


Thermoa 
219857461 


978 


rcina. 
219857458 


024 


eillonel 
219857438 


e 


Pept 
219857423 


435 
um. 


219857420 
1 sequen 
rnobacte 
219857419 
16S ribosomal RNA, partial sequence 2449732 24511 


219857413 
ial sequ 
Gammap 


219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
occineae 
219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
occineae 
219857251 


212 
um. 


219857239 
2628913 26303 


Ss. 


219857202 
sequence 
rnobacte 
219857186 


es; 


219857184 


s Family 
219857166 


ce 
cte 


219857155 


488 
eae 


219857149 


549 
Th 


sequ 
ales; 


324354 Bacteria_16S 


2838834 2838913 1 77 


gi 


219857148 


enc 
cl 


219856898 


ref |NR_025143.1 


ref|NR_025109.1 
80 2313074 Geobac 


ref|NR_025060.1 


ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_025049.1 
69 2399376 Sporos 


ref |NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_025026.1 

2428395 242981 
ococcaceae; Desu 
ref|NR_025011.1 
92 2445097 Plano: 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_025007.1 


ref 
ence 
rote 


NR_025001.1 
245578 
obacteria; A 


ref 
lomo 
7 Ce 
ref 
lomo 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref |NR_024881.1 
00 2622680 Planom 


ref |NR_024867.1 


ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024794.1 

2731401 273285 
riaceae; Marinil 
ref |NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Sporosarcina 
arcina aquimarina 


, 


Veillonella criceti 
nella criceti Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 

Planomicrobium 


microbium koreense 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Laceyella putida 


92 Laceyella putida Bacteria; 


Aeromonas salmonicida 
3 2457213 Aeromonas 
eromonadales; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Planomicrobium 
icrobium mcmeekinii 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Oceanithermus 
1 Oceanithermus 
anithermus. 
Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 
Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Thermaerobacter 

6 Thermaerobacter 


ly XVII. Incertae Sedis; 


NR_024717.1 


Agromyces bracchium 


strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


324354 Bacteria_16S 


weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 
weihenstephanensis Bacteria; 


324354 Bacteria_16S 
strain IFO15566 1 
Firmicutes; 
324354 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
324354 Bacteria_16S 


strain JCM9731 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
324354 Bacteria_16S 


Bacillales; 


2869795 2869874 1 


Bacillaceae; 
2905023 2905102 1 


Bacillus. 


77 gi|219856878 


Firmicutes; Bacillales; Bacillaceae; Bacillus; 

2872952 2873031 1 77 gi|219856876|ref|NR_024695.1 

6S ribosomal RNA, partial sequence 2872057 28735 
Bacillaceae; Bacillus. 

2877699 2877778 1 77 gi| 219856873 |ref|NR_024692.1 

DSM4771 16S ribosomal RNA, partial sequence 2876799 287831 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 
2880829 2880908 1 77 gi|219856871|ref|NR_024690.1 


77 gi| 219856853 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacteria; 
Thermaerobacter. 
324354 Bacteria_16S 
strain DSM 3670 1 
Firmicutes; 
324354 Bacteria_16S 


SPS-17 16S ribosomal RNA, partial sequence 
Thermaceae; 


Thermus; Deinococci; 
324354 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
324354 Bacteria_16S 


strain RF-4 16S ribosomal RNA, partial sequence 
Thermales; 


Deinococcus-Thermus; 
324354 Bacteria_16S 
strain M-29c 16S 
Firmicutes; 
324354 Bacteria_16S 
strain S369-98-1 
Firmicutes; 
324354 Bacteria_16S 
strain ml1134/97/1 
Firmicutes; 
324354 Bacteria_16S 


strain 1607-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 
324354 Bacteria_16S 


700631 16S ribosomal RNA, partial sequence 
Aerococcaceae; 


Lactobacillales; 
324354 Bacteria_16S 
hydroxybenzoicum 
hydroxybenzoicum 
324354 Bacteria_16S 


oxalivorans strain RAOx- 


oxalivorans Bacteria; 
324354 Bacteria_16S 

oxalaticus strain 
Bacteria; Firmicutes; 
324354 Bacteria_16S 

strain ATCC 70062 
Firmicutes; 
324354 Bacteria_16S 
lipolytica strain 
Bacteria; Firmicutes; 
324354 Bacteria_16S 

strain DSM 20748 
Firmicutes; 
324354 Bacteria_16S 
strain NCTC 25174 


Cellulomonas. 
324354 Bacteria_16S 
rubra strain ATCC 
Bacteria; 
Pseudoalteromonas. 
324354 Bacteria_16S 


Bacillales; 


Lactobacillales; 


Lactobacillales; 


strain 
Bacteria; 


RAOx1 


Bacillales; 


Firmicutes; 
3000756 3000835 1 


Bacillaceae; 
3018812 3018891 1 


Thermales; 
3020335 3020414 1 


ribosomal RNA, partial sequence 
Thermales; 


Deinococci; 
3021857 3021936 1 


Deinococci; 
3038628 3038707 1 


ribosomal RNA, partial sequence 
Lactobacillales; 


3064543 3064622 1 


3070396 3070475 1 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


3091457 3091536 1 


3100488 3100567 1 


Facklamia. 
3110872 3110951 1 


Firmicutes; 
3121517 3121596 1 


Firmicutes; 
3123064 3123143 1 


Bacillales; 
3180466 3180545 1 


8 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


3235119 3235198 1 


Clostridia; 
3362843 3362922 1 


Bacillaceae; 
3415806 3415885 1 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3420287 3420362 4 


3423249 3423324 4 


Clostridia; 


Enterococcaceae; 


Clostridiales; 


77 gi| 219846923 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


77 gi|219846911 


3017969 3019430 Thermus oshimai Bacteria; 


Thermus. 
V7 gi| 219846910 


3019481 30209 


Thermaceae; Thermus. 
77 gi|219846909|ref|NR_026501.1 
3021006 30224 
Thermaceae; Thermus. 
77 gi| 219846897 |ref|NR_026489.1 
3037737 30392 
Vagococcus. 
id gi| 219846879 |ref|NR_026471.1 


16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus 
Streptococcaceae; 


Streptococcus. 
gi| 219846875 
30695 


77 


Vagococcus. 


77 gi| 219846861 
3090574 30919 

Ignavigranum. 

77 gi|219846855 


3099595 3101003 Facklamia 


77 gi| 219846848 


BT 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 


77 gi|219846841 


FS 16S ribosomal RNA, partial sequence 
Bacillales; 


Paenibacillaceae; 


77 gi| 219846840 


16S ribosomal RNA, partial sequence 31221 
Paenibacillaceae; Aneurinibacil 


77 219846801 


31795 


gi 


Facklamia. 


77 gi|219846764 


JW265 16S ribosomal RNA, partial sequence 32342 
Clostridiales; 


Syntrophomonadac 


77 gi|219846675 


16S ribosomal RNA, partial sequence 3361953 33634 
Salimicrobium. 


77 219846634 
34149 


Micr 


gi 


77 gi| 219846631 


29570 16S ribosomal RNA, partial sequence 34194 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


P 


77 gi| 219846629 


2879945 28814 


Aneurinibacillus 


ref |NR_024697.1 


286889 


ref|NR_024672.1 
2904128 290561 


Clostridiales Family 


ref|NR_026515.1 


ref 


NR_026503.1 


ref |NR_026502.1 


ref |NR_026467.1 
11 3070973 Vagoco 


ref |NR_026453.1 


ref |NR_026447.1 


ignava Bact 


ref|NR_026440.1 
3110031 311146 
Peptococcaceae; 
ref|NR_026433.1 
3120644 312214 


ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026393.1 
83 3181087 Fackla 


ref |NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026267.1 
41 Salimicrobium 


ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


Bacillus 
6 2870426 Bacillus 


Bacillus cereus group. 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Salimicrobium 
5 Salimicrobium 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Thermus oshimai strain 
Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Streptococcus ovis 
ovis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Ignavigranum ruoffiae 


90 Ignavigranum ruoffiae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Ammoniphilus 

0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 

Facklamia hominis 
mia hominis Bacteria; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Salimicrobium album 
album Bacteria; 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


ref|NR_026221.1 


Pseudoalteromonas 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


324354 Bacteria_16S 


3424731 3424806 4 


219846628 


ref|NR_026220.1| Pseudoalteromonas 


carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 3423861 3425283 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae; 
324354 Bacteria_16S 

aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 


324354 Bacteria_16S 
atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 


3426209 3426284 4 


3427690 3427765 4 


Pseudoalteromonas. 


219846627 


219846626 


ref|NR_026219.1| Pseudoalteromonas 
3425334 3426769 Pseudoalteromonas 


Alteromonadales; Pseudoalteromonadaceae; 


ref|NR_026218.1| Pseudoalteromonas 
3426820 3428242 Pseudoalteromonas 


atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


324354 Bacteria_16S 


strain ATCC 43992 


3429170 3429245 4 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
324354 Bacteria_16S 
strain JB13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 
324354 Bacteria_16S 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 
Firmicutes; Lactobacillales; 
324354 Bacteria_16S 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 
Planococcus. 


3586889 3586968 1 


3600775 3600846 6 


3609872 3609951 1 


Firmicutes; Bacillales; Planococcaceae; 


324354 Bacteria_16S 


strain NCIMB 1493 


3611353 3611432 1 


16S ribosomal RNA, partial sequence 
Planococcus. 


Firmicutes; Bacillales; Planococcaceae; 


324354 Bacteria_16S 


sporothermodurans 
sporothermodurans 


Actinomadura. 


324354 Bacteria_16S 
atramentaria strain SF2197 16S ribosomal RNA, partial s 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Thermomonosporaceae; 
324354 Bacteria_16S 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 


3723371 3723450 1 


strain M215 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; 
324354 Bacteria_16S 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3727775 3727854 1 


3733603 3733682 1 


Actinomadura. 
3735058 3735137 1 


Shewanellac 


3585997 35874 


Carnobacteriaceae; Dolosigranulum. 


Bacillales; Bacillaceae; 


Streptosporang 


219846625 


34282 


219846518 


219846506 


219846499 


219846498 


36104 


219846419 


219846416 


219846412 
equence 


219846411 


ref|NR_026217.1| Shewanella benthica 
93 3429730 Shewanella benthica Bacteria; 
eae; Shewanella. 
ref|NR_026110.1| Methylomonas fodinarum 
56 Methylomonas fodinarum Bacteria; 
aceae; Methylomonas. 

ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


ref|NR_026090.1| Planococcus citreus 
51 3611882 Planococcus citreus Bacteria; 


ref|NR_026010.1| Bacillus 

3722493 3723989 Bacillus 
Bacillus. 
ref|NR_026007.1| Actinomadura macra 
59 Actinomadura macra Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_026003.1| Actinomadura 
3732782 3734190 Actinomadura 
cetales; Streptosporangineae; 


ref|NR_026002.1| Microbispora rosea 
3734241 3735655 Microbispora rosea 


subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 


324354 Bacteria_16S 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 37400 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Microtetraspora. 


324354 Bacteria_16S 
strain T/457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


324354 Bacteria_16S 
strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
324354 Bacteria_16S 
strain PS-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
324354 Bacteria_16S 
funditum strain pf3 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; 


3736519 3736598 1 


3737979 3738058 1 


3739443 3739522 1 


3740908 3740987 1 


3742372 3742451 1 


3743833 3743912 1 


3746760 3746839 1 


3798007 3798086 1 


3811668 3811747 1 


Lactobacillales; 


Streptosporang 


Streptosporang 


Streptosporang 


3741557 37429 
Stre 


Stre 


Stre 


3797117 37986 


219846410 


219846409 


219846408 


219846407 
ales; Stre 
219846406 
ptosporang 
219846405 


ptosporang 
219846403 


ptosporang 
219846364 


ciricketts 
219846355 


ref|NR_026001.1| Nonomuraea spiralis 

14 Nonomuraea spiralis Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_026000.1| Nonomuraea recticatena 
77 Nonomuraea recticatena Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025999.1| Nonomuraea polychroma 
40 Nonomuraea polychroma Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025998.1| Microtetraspora 

91 3741506 Microtetraspora niveoalba 
ptosporangineae; Streptosporangiaceae; 


ref|NR_025997.1| Microtetraspora fusca 
69 Microtetraspora fusca Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_025996.1| Nonomuraea ferruginea 
34 Nonomuraea ferruginea Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025994.1| Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 


38107 


Carnobacteriaceae; Carnoba 


ref|NR_025946.1| Carnobacterium 
56 3812276 Carnobacterium funditum 
cterium. 


324354 Bacteria_16S 3834467 3834546 1 77 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

324354 Bacteria_16S 3877012 3877091 1 77 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

324354 Bacteria_16S 3878532 3878611 1 TT gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

324354 Bacteria_16S 3900187 3900262 4 77 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

324354 Bacteria_16S 3903163 3903242 1 a1 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 


strain IFO 15965 
Actinobacteria; 


324354 Bacteria_ 


yamanashiensis s 
yamanashiensis B 
Micromonosporace 


324354 Bacteria_ 


okeanokoites str 
okeanokoites Bac 


324354 Bacteria_ 


IAM 12464 16S ri 


Actinobacteridae; Actinomycetales; Fran 
16S 3918114 3918193 1 77 gi 
train YU 127-1 16S ribosomal RNA, parti 
acteria; Actinobacteria; Actinobacterid 
ae; Spirilliplanes. 

16S 3930732 3930811 1 77 gi 
ain IFO 12536 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planococ 
16S 3960176 3960255 1 77 gi 
bosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3902319 39037 


3959295 39607 


kineae; Cr 
219846282 
al sequenc 
ae; Actino 


v 


219846274 
1 sequence 
caceae; Pl 
219846252 


83 Cryptosporangium arvum Bacteria; 
yptosporangiaceae; Cryptosporangium. 
ref|NR_025872.1| Spirilliplanes 

e 3917267 3918736 Spirilliplanes 
mycetales; Micromonosporineae; 


ref|NR_025864.1 
3929851 393132 
anomicrobium. 
ref|NR_025842.1| Bacillus firmus strain 
77 Bacillus firmus Bacteria; Firmicutes; 


Planomicrobium 
2 Planomicrobium 


Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 4040864 4040943 1 77 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 4042322 4042401 1 77 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 4083232 40833111 77 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

324354 Bacteria_16S 4086241 4086320 1 77 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

324354 Bacteria_16S 4117758 4117837 1 77 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

324354 Bacteria_16S 4131470 4131549 1 77 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

324354 Bacteria_16S 4133044 4133123 1 77 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

324354 Bacteria_16S 4171607 4171686 1 Th gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

324354 Bacteria_16S 4212548 4212627 1 77 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

324354 Bacteria_16S 4218653 4218732 1 77 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

324354 Bacteria_16S 4245830 4245905 4 77 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

324354 Bacteria_16S 17397 17471 6 ar | gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

324354 Bacteria_16S 22007 22081 6 VI gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

324354 Bacteria_16S 25148 25222 6 77 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 29680 29754 6 77 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 


amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


324354 Bacteria_16S 52399 52477 1 76 gi| 265679029 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
324354 Bacteria_16S 55446 55520 6 77 gi| 265679027 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
324354 Bacteria_16S 70530 70604 6 77 gi| 265679017 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ve 
324354 Bacteria_16S 80898 80972 6 77 gi| 265679010 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

324354 Bacteria_16S 86994 87068 6 77 gi| 265679005 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ru 
324354 Bacteria_16S 105355 105429 6 77 gi| 265678993 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 10448 


Bacteria; 


Fusobacteria. 


324354 Bacteria_1 
formicaceticum st 
formicaceticum Ba 
324354 Bacteria_1 
strain 22 16S rib 
Clost 
324354 Bacteria_16S 
modestum strain G 
modestum Bacteria 
324354 Bacteria_16S 


Firmicutes; 


proteoclasticum s 


proteoclasticum B 
324354 Bacteria_16S 


strain ATCC 27760 
Bacteria; 


saccharolyticus s 


saccharolyticus B 
324354 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


324354 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


324354 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


324354 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


324354 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


324354 Bacteria_16S 


delbrueckii subsp 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


324354 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


324354 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


324354 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


324354 Bacteria_16S 


strain A288 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Firmicu 
324354 Bacteria_1 
strain PCL 16S ri 


Firmicu 
324354 Bacteria_16S 


tes; Clostridia; Thermoanaerobacterale 
6S 149380 149454 6 77 gi 
bosomal RNA, partial sequence 
6S 


155624 155698 6 vii 


gi 


Clostr 
gi 


cteria; Firmicutes; Clostridia; 
6S 201468 201541 6 TI 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
232032 232106 6 77 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
271575 271649 6 77 gi 
train B316 16S ribosomal RNA, complete 
acteria; Firmicutes; Clostridia; Clost 
309608 309682 6 77 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Rumino 
312635 312709 6 77 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
321600 321674 6 77 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
323198 323272 6 V7 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
346370 346444 6 77 gi 
osomal RNA, partial sequence 
lales; Paenibacillaceae; Brevibacillus 
347839 347913 6 77 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
376012 376086 6 77 gi 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 
380639 380713 6 77 gi 
indicus strain NCC725 16S ribosomal 


ra 


, 


392964 393038 6 77 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
394458 394532 6 77 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
397455 397533 2 77 gi 
in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 
Cellulomonas. 

405192 405269 1 77 


, 


148511 15001 


rain Al 16S ribosomal RNA, partial seq 


200572 20203 


322285 32381 


345474 34689 


indicus Bacteria; 


s; Thermoa 
265678963 


265678959 
uence 

idiales; C 
265678929 


mily XI. I 
265678908 
sequence 
acteriacea 
265678879 
sequence 
ridiales; 
265678854 
30877 
coccaceae; 
265678852 
equence 
ylococcus. 
265678846 
sequence 
illaceae; 
265678845 


ae; Haloth 
265678827 


265678826 
ial sequen 
illaceae; 

265678804 
sequence 

cillaceae; 
265678801 
RNA, parti 


265678793 
sequence 
illaceae; 
265678792 
39362 
Oribacter 
265678790 
equence 
Actinomy 


’ 


265678785 


gi 
ibosomal RNA, partial sequence 


ref 


lost 
ref 


ncer 
ref 


e; P 
ref 


Lach 
ref 


Rum. 


ref 


ref 


Baci 
ref 


ermo 


ref 


ref 


Brev 
ref 


Pae 
ref 
als 


Firmicutes; 


ref 


ref 


ium. 


ref 


154728 156242 


231154 23266 


270671 2 


4 310144 R 


311738 3 


320691 322234 


2 Brevibacillus 


ce 346943 348361 


375101 376646 


392074 39357 
Paen 


6 394999 Oriba 


396579 39809 


NR_029267.1 


ridiaceae; C 
NR_029237.1 


tae Sedis; H 
NR_029216.1 
8 
ropionigeniu 
NR_029185.1 
72189 
nospiraceae; 
NR_029160.1 
umino 
inococcus. 
NR_029158.1 
13264 


NR_029151.1 


llus. 
NR_029150.1 


thrix. 
NR_029132.1 


NR_029131.1 


ibacillus. 
NR_029109.1 


nibacillus. 
NR_029106.1 
equence 


NR_029098.1 
5 
ibacillus. 
NR_029097.1 
c 


NR_029095.1 
4 
fe} 


les; Microc 


Lactobacillales; 


ref |NR_029337.1| Enterococcus asini 
Enterococcus asini Bacteria; 
ref|NR_029335.1| Holdemania filiformis 
Holdemania filiformis Bacteria; 
eae; Holdemania. 
ref|NR_029325.1| Schwartzia 
69637 71125 Schwartzia 
illonellaceae; Schwartzia. 
ref |NR_029318.1| Listeria innocua 
Listeria innocua Bacteria; 
ref |NR_029313.1| Anaerofilum 
86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_029301.1| Thermoanaerobacter 
6 105949 Thermoanaerobacter wiegelii 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_029271.1| Clostridium rectum 


5 Clostridium rectum Bacteria; 


Clostridium 

Clostridium 
lostridium. 

Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Propionigenium 
Propionigenium 

m. 

Clostridium 
Clostridium 
Butyrivibrio. 
Ruminococcus callidus 
coccus callidus 


Staphylococcus 
Staphylococcus 


Bacillus 
Bacillus 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Paenibacillus 
Paenibacillus 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Paenibacillus 
Paenibacillus 


Oribacterium sinus 
terium sinus Bacteria; 


Cellulomonas 
Cellulomonas 
ccineae; 


NR_029090.1 


Actinomadura meyerae 


404351 405830 Actinomadura meyerae Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


324354 Bacteria_16S 


kalixensis strain 
kalixensis Bacteria; 
324354 Bacteria_16S 
favisporus strain 


Bacteria; 


324354 Bacteria_16S 
strain R 16089 16S ribosomal RNA, 


Firmicutes; 


324354 Bacteria_16S 
oligofermentans s 
oligofermentans Bacteria; 
324354 Bacteria_16S 
strain S-5623 16S 


Firmicutes; 


324354 Bacteria_16S 
phoeniculicola st 
phoeniculicola Bacteria; 
324354 Bacteria_16S 
halichoeri strain 
halichoeri Bacteria; 
324354 Bacteria_16S 
coryniformis subs 


Bacillales; Macrococcus. 
456292 456366 6 


Firmicutes; 
472954 473028 6 


Lactobacillales; Weissella. 
474494 474568 6 


Firmicutes; 
497499 497573 6 


Firmicutes; 
508339 508413 6 


ribosomal RNA, partial sequence 


rain JLB-1 16S ribosomal RNA, partial 


M512/02/1 16S ribosomal RNA, partial 


p. torquens strain 30 16S ribosomal RNA, 


complete sequence 452220 45376 


train 2-4 16S ribosomal RNA, partial sequence 


472041 47353 


complete sequence 


414642 414716 6 77 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
433107 433181 6 77 gi|265678766|ref|NR_029071.1| Paenibacillus 
GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
453131 453205 6 77 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


77 gi| 265678747 |ref|NR_029052.1| Streptococcus 
455417 456926 Streptococcus 
Lactobacillales; Streptococcaceae; Streptococcus. 
77 gi|265678736|ref|NR_029041.1| Weissella koreensis 


7 Weissella koreensis Bacteria; 


77 gi|265678735|ref|NR_029040.1| Enterococcus 
sequence 473588 475066 Enterococcus 
Lactobacillales; Enterococcaceae; Enterococcus. 
77 gi|265678720|ref|NR_029025.1| Streptococcus 
sequence 496622 498127 Streptococcus 
Lactobacillales; Streptococcaceae; Streptococcus. 
77 gi|265678713|ref|NR_029018.1| Lactobacillus 


507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 
324354 Bacteria_16S 
devriesei strain 
devriesei Bacteria; 
324354 Bacteria_16S 
contaminans strai 


Lactobacillus. 
512843 512917 6 


Firmicutes; Lactobacillales; 
526512 526586 6 


CCUG 47156 16S ribosomal RNA, partial 


n R-16222 16S ribosomal RNA, partial sequence 


contaminans Bacteria; 
324354 Bacteria_16S 


strain Wt/la 16S 


529593 52 


Firmicutes; 


Bacillales; 


9667 6 77 


Bacillaceae; Anoxybacil 
ref 


gi| 265678699 


lus. 
NR_029004.1 


Deinococcus-Thermus; 
324354 Bacteria_16S 
variabile strain 


Bacteria; 


Bacteria; 


Firmicutes; 


324354 Bacteria_16S 
versmoldensis str 
versmoldensis Bacteria; 
324354 Bacteria_16S 


strain LF13 
Caldithrix. 


324354 Bacteria_16S 
mindensis strain 
mindensis Bacteria; 
324354 Bacteria_16S 


Firmicutes; 
324354 Bacteria_16S 
strain TMAO3 16S 


ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 
540229 540303 6 77 


Clostridia; Clostridiales; 
541748 541822 6 
CW1l 16S ribosomal RNA, partial 
Bacillales; Staphylococcus. 


BI 114 16S ribosomal RNA, partial sequ 
Firmicutes; 
324354 Bacteria_16S 

nepalensis strain 


77 gi|265678710|ref|NR_029015.1]| Streptococcus 

sequence 511957 513395 Streptococcus 
Streptococcaceae; Streptococcus. 

qi gi|265678701|ref|NR_029006.1| Anoxybacillus 

525601 527141 Anoxybacillus 


Deinococcus indicus 


528726 530192 Deinococcus indicus Bacteria; 


Deinococcaceae; 
265678692 
ence 53938 


gi 


Deinococcus. 
ref |NR_028997.1 
4 540811 Subdol 


Subdoligranulum 
igranulum variabile 


Ruminococcaceae; Subdoligranulum. 
77 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
sequence 540862 542331 Staphylococcus nepalensis 


549405 549479 6 77 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
551015 551089 6 77 gi|265678685|ref|NR_028990.1| Lactobacillus 
ain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
582765 582839 6 77 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 


16S ribosomal RNA, partial sequence 


611440 611514 6 

TMW 1.80 16S ribosomal RNA, 

Firmicutes; Lactobacillales; 
626648 626722 6 


77 


strain GraTa 2 16S ribosomal RNA, partial sequenc 


Fusobacteria; 
324354 Bacteria_16S 
strain VPB 4027 1 
Fusobacteria; 
324354 Bacteria_16S 


Fusobacteriales; Fusobacteriaceae; 
634264 634338 6 


Fusobacteriales; Fusobacteriaceae; 
643530 643604 6 i a 


H 1 16S ribosomal 


RNA, partial sequence 


581868 58337 


gi 


TT gi|265678634|ref|NR_028939.1 
e 625776 62729 
Ilyobacter. 

77 gi| 265678628 |ref|NR_028933.1 


6S ribosomal RNA, partial sequence 633402 63487 


Fusobacterium. 
gi 


642624 644123 Sporomusa 


265678644 
complete sequence 
Lactobacillaceae; 


265678622 


Clostridia; 


324354 Bacteria_16S 
strain L1-92 16S 


Firmicutes; 


324354 Bacteria_16S 


Clostridiales; Veillonellaceae; 


Sporomusa. 


658523 658597 6 77 
ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospir 
661553 661627 6 77 


pinnipedialis strain A/G14/99/10 16S ribosomal RNA, par 
pinnipedialis Bacteria; 
324354 Bacteria_16S 

ribosomal RNA, partial sequence 


strain TOD45 16S 


Firmicut 
700897 70 


es; Bacillales; 
0971 6 yA 


gi 


aceae; 
gi 


gi 


265678610 
657665 65912 
Anaerostipes. 
265678608 


tial sequence 
Jeotgalicoccus. 
265678582 
699985 701422 Paenibacillus 


Firmicutes; 


Bacillales; 


324354 Bacteria_16S 


strain RSA19 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


Paenibacillaceae; 
702381 702455 6 


Paenibacillaceae; 


Paenibacillus. 
77 gi 


Paenibacillus. 


265678581 


ref|NR_028949.1 
10536 612079 


Lactobacillus. 


a 


3 Fusobacterium 


ref |NR_028927.1 


ovata Bacte 


ref|NR_028915.1 
0 Anaerostipes 


ref|NR_028913.1 
660668 


ref |NR_028887.1 


1 Caldithrix abyssi Bacteria; 


Lactobacillus 
Lactobacillus 


equinum Bacteria; 


Ilyobacter tartaricus 
0 Ilyobacter tartaricus Bacteria; 


Fusobacterium equinum 


Sporomusa ovata strain 


ria; Firmicutes; 


Anaerostipes caccae 


caccae Bacteria; 


Jeotgalicoccus 


662086 Jeotgalicoccus 


Paenibacillus odorifer 
odorifer Bacteria; 


ref|NR_028886.1 


Paenibacillus graminis 
701473 702909 Paenibacillus graminis Bacteria; 


324354 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


324354 Bacteria_16S 


Bacteria; Proteob 


324354 Bacteria_16S 


silvestris strain 
silvestris Bacter 


324354 Bacteria_16S 


montpellierensis 
montpellierensis 


324354 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


324354 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


324354 Bacteria_16S 


satelles strain V 
satelles Bacteria 


324354 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


324354 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


324354 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


324354 Bacteria_16S 


jannaschii strain 


Bacteria; Proteob 


324354 Bacteria_16S 


moraviensis strai 


Bacteria; Firmicu 


706657 706731 6 77 
ribosomal RNA, partial sequence 


gi 


265678578 


705889 70720 


ref|NR_028883.1| Dorea longicatena 
4 Dorea longicatena Bacteria; 


ridia; Clostridiales; Lachnospiraceae; Dorea. 
728255 728329 6 77 gi|265678563|ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 

731199 731273 6 77 gi| 265678561 |ref|NR_028865.1]| Solibacillus 

HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
ia; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

766834 766908 6 77 gi| 265678535 |ref|NR_028839.1| Veillonella 
strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

772943 773017 6 77 gi|265678531|ref|NR_028835.1]| Atopostipes 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

776097 776171 6 77 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
ibosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

783798 783872 6 77 gi|265678523|ref|NR_028827.1| Shuttleworthia 
PI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

795938 796012 6 Ti gi|265678515|ref|NR_028818.1| Leptospirillum 
n P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

797520 797594 6 77 gi|265678514|ref|NR_028817.1| Paenibacillus 
strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

799080 799154 6 Vd gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 

pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

812934 813008 6 77 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 

acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 

832798 832872 6 77 gi| 265678491 |ref|NR_028794.1| Enterococcus 
n 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 

846445 846519 6 77 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 


324354 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


324354 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


324354 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


324354 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


324354 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


324354 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


324354 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


324354 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


324354 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


324354 Bacteria_16S 


salivarius strain 
salivarius Bacter 


324354 Bacteria_16S 


osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
856871 856945 6 77 gi 
ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; Lactobaci 
897775 897849 6 77 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
899347 899421 6 77 gi 


YC300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
902442 902516 6 77 gi 


ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


905451 905525 6 77 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
a 

910112 910186 6 77 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
916356 916430 6 77 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
931773 931847 6 77 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
933357 933431 6 77 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; 
962794 962868 6 77 


Lacto 
gi 


845553 84708 


pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 


1 Clostridium scindens Bacteria; 


Clostridium. 

265678474 |ref|NR_028777.1| Leuconostoc 

sequence 855982 857475 Leuconostoc 

llales; Leuconostoc. 

265678446 |ref|NR_028748.1| Enterococcus avium 
896853 898376 Enterococcus avium Bacteria; 

cus. 

265678445 |ref|NR_028747.1| Paenibacillus 

nce 898427 899962 Paenibacillus koreensis 

nibacillus. 

265678443|ref|NR_028745.1| Thioalkalivibrio 

quence 901557 903021 Thioalkalivibrio 

eria; Chromatiales; Ectothiorhodospiraceae; 

265678441|ref|NR_028743.1| Thermoanaerobacter 

ence 904558 906118 Thermoanaerobacter 

aerobacterales; Thermoanaerobacteraceae; 

265678438|ref|NR_028740.1| Clostridium 

quence 909211 910743 Clostridium 

iales; Clostridiaceae; Clostridium. 

265678434 |ref|NR_028736.1| Streptococcus 

ence 915445 916988 Streptococcus intermedius 

; Streptococcus; Streptococcus anginosus group. 

265678424 |ref|NR_028726.1| Clostridium 

tial sequence 930884 932385 Clostridium 

lostridiales; Clostridiaceae; Clostridium. 

265678423|ref|NR_028725.1| Lactobacillus 

uence 932436 934005 Lactobacillus 

bacillaceae; Lactobacillus. 

265678403|ref|NR_028705.1| Enterococcus 


961894 963406 Enterococcus 


324354 Bacteria_16S 1019297 1019371 6 77 gi| 265678365 |ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

324354 Bacteria_16S 1020895 1020969 6 77 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 

strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

324354 Bacteria_16S 1022448 1022522 6 77 gi|265678363|ref|NR_028665.1| Streptococcus 

pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 

pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

324354 Bacteria_16S 1024019 1024093 6 a4 gi|265678362|ref|NR_028664.1| Streptococcus mitis 

strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

324354 Bacteria_16S 1033086 1033160 6 77 gi| 265678356 |ref|NR_028658.1| Lactobacillus 

satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 

satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

324354 Bacteria_16S 1081367 1081441 6 77 gi|265678322|ref|NR_028624.1| Bacillus funiculus 

strain NAF0O01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 1092089 1092163 6 77 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 

strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 


Firmicutes; Lacto 


324354 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


324354 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


324354 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


324354 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


324354 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


324354 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


324354 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


hartmannellae str 
hartmannellae Bac 


324354 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


radiopugnans ATCC 
19172 Bacteria; D 


psychrophilus str 
psychrophilus Bac 


Lactobacillales; 


324354 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


strain 2DT 16S ri 
Firmicutes; Bacil 


cellulosolvens 6 

Bacteria; Firmicu 
324354 Bacteria_1 
owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


tes; 
324354 Bacteria_16S 


ria; 
324354 Bacteria_16S 


teria; 
324354 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 
Weissella. 
1294371 1294445 6 
rain PA 231 16S ribosomal RNA, partial 
Firmicutes; 
1297282 1297356 6 
bosomal RNA, partial sequence 
Bacillaceae; 
1303335 1303409 6 
16S ribosomal RNA, partial sequence 1302478 13039 
Clostridia; 
1304923 1304997 6 
ribosomal RNA, partial sequence 


cteria; 
324354 Bacteria_16S 


lales; 
324354 Bacteria_16S 


tes; 


bacillales; 


bacillales; 
n E1L3A 16S 
ria; Pr 


ak 
71 16S 
Firmic 
1 


utes; 


irmicutes; 


ria; 


6S 


tes; 
losiruptor. 


324354 Bacteria_16S 
brockii subsp. brockii strain HTD4 


1117759 1117833 6 
ribosomal RNA, 


1140441 1140515 6 
oteobacteria; 


160048 1160122 6 
ribosomal RNA, partial sequence 
Clostridiales; 
184317 1184391 6 
7241 16S ribosomal RNA, partial sequen 
Clostridia; 
1207067 1207141 6 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1225057 1225131 6 
n CCUG 42692 16S ribosomal RNA, partia 
Firmicutes; 
1237263 1237337 6 
n SYR1 16S ribosomal RNA, partial sequ 
Clostridia; 
1247827 1247901 6 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1255233 1255307 6 
n DSM 6472 16S ribosomal RNA, partial 
Firmicutes; 
1259733 1259807 6 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; 
324354 Bacteria_16S 1285223 1285297 6 
ain YKJ-115 16S ribosomal RNA, partial 

Firmicutes; 
1288373 1288447 6 


Clostridia; 


1313965 1314039 6 


Lactobacillaceae; 
ET 
partial sequence 
Streptococcaceae; 
77 
ribosomal RNA, 


77 


Clostridia; 


77 
Clostrid 

77 

77 


Lactobacillale 
77 


Clostridiales; 
77 


77 


Bacillales; 
77 


Deinococci; 
77 


Bacillales; 
77 
77 


Bacillales; 
77 


Bacillus. 
77 


Clostridiales; 
77 


77 


Lactobac 


gi 
11 


Streptoc 


gi 


complete se 
Gammaproteobacter 


gi 


gi 
iales; 

gi 

gi 


Ss; 
gi 


Lachno 


gi 


gi 


Paenibaci 


gi 


Deinoc 


gi 


Jeotgal 


gi 


1287447 1289004 Weiss 


gi 


Staphy 


gi 


1296399 12978 


gi 


Eubact 


gi 


Thermoanaerobacterale 


gi 


Stre 


1304017 13055 


illus. 
265678297 
16890 11182 
occus. 
253680763 
quence 
ia; Salini 


228721485 
11591 
7 Peptococ 
228717037 
ce 11834 
Ruminococc 
228715354 
12061 
richales; 
219878314 
1 sequence 
ptococcace 
219878251 
ence 12363 
spiraceae; 
219857449 
equence 
hlamydiace 
219857194 
sequence 
llaceae; B 
219846811 
ence 12588 
occales; D 
219846054 
sequence 
icoccus. 
219846052 


228715348 
sequence 

lococcus. 

219857534 


s; Thermoa 


ref|NR_028598.1 
82 Streptococcus 


Streptococcus pyogenes 
pyogenes Bacteria; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


ref|NR_028011.1 
1139586 114102 
sphaerales; Sali 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Anaerotruncus 

truncus colihominis DSM 
ncus. 

Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Streptococcus 

1 Streptococcus 

Ss. 

Parasporobacterium 
orobacterium paucivorans 
ium. 

Neochlamydia 

9 Neochlamydia 


ref |NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025453.1 
1224170 122567 
ae; Streptococcu 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref |NR_025037.1 

1246931 124845 
ae; Neochlamydi 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref |NR_025644.1 

1284334 128584 


o@ 


Brevibacillus 
5 Brevibacillus 


Deinococcus 

occus radiopugnans ATCC 
einococcus. 
Jeotgalicoccus 
0 Jeotgalicoccus 
Weissella soli strain 
ia; Firmicutes; 


ref 
ella 


NR_025642.1 
soli Bacter 


ref|NR_027520.1 
1293463 129495 


Staphylococcus equorum 
6 Staphylococcus equorum 


ref|NR_025122.1| Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 


219846514|ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
eriaceae; Eubacterium. 
219846460|ref|NR_026051.1| Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


naerobacterales 


ref 


228718892 


16S ribosomal RNA, partial sequence 


Family III. 


NR_027577.1 


Incertae 


Thermoanaerobacter 


1313094 1314606 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


324354 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


324354 Bacteria_16S 


schleiferi subsp. 


324354 Bacteria_16S 
subsp. urealyticu 
capitis subsp. ur 
324354 Bacteria_16S 
dysgalactiae subs 


rales; Thermoanaerobacteraceae; 
1315555 1315629 6 A gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1318666 1318740 6 77 gi 


coagulans strain GA 211 16S ribosomal 


1 


lacea 
228715349 
RNA, 
Staphylococcus schleiferi subsp. coagulans Bacteria; 


uence 
e; 


seq 


part 


Ba 


Firmicutes; 


Thermoanaerobacter. 
228716557 


ref 
1314657 13 

cillus. 

ref 

ial 


NR_027552.1 


NR_027521.1 
sequence 
Bacillales; 


1617 


1320208 1320282 6 77 


gi 
ealyticus Bacteria; Firmicutes; 
1323292 1323366 6 77 gi 
p- dysgalactiae strain ATCC 43078 16S 


s strain MAW 8436 16S ribosomal RNA, p 
Bacill 


228715347 
artia 
ales; 

228715345 
ribosomal 


1 seq 
Stap 


ref 
uenc 
hylo 
ref 
RNA, 


NR_027519.1 
e 131930 
coccus. 
NR_027517.1 
partial se 


q 


Bacillus subtilis 
3 Bacillus subtilis 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


324354 Bacteria_16S 
7R1B strain 16S ribosomal RNA, partial 


kristjanssonii 17 
kristjanssonii 17 
Family III. 


subsp. carnosus Ss 


sakei subsp. carn 
324354 Bacteria_16S 
gonidiaformans st 
gonidiaformans AT 
324354 Bacteria_16S 
strain E58 16S ri 


Incer 
324354 Bacteria_16S 
train CCUG 34545 16S ribosomal RNA, pa 
Lactobacill 


Streptococcus. 


1324831 1324905 6 77 


gi 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1327905 1327979 6 TF gi 
osus Bacteria; Firmicutes; 


1358327 1358400 6 77 


gi 
CC 25563 Bacteria; Fusobacteria; 
1367289 1367363 6 ae 
bosomal RNA, complete sequence 


gi 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


324354 Bacteria_16S 1383986 1384060 6 77 gi|228716944|ref|NR_027557.1 

strain L1-82 16S ribosomal RNA, partial sequence 1383100 13845 

Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

324354 Bacteria_16S 1409405 1409479 6 77 gi|224581401|ref|NR_024719.1 

strain TN-272 16S ribosomal RNA, partial sequence 1408524 14099 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 1410904 1410978 6 77 gi|224581432|ref|NR_027214.1 

pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 141148 

pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Strepto 

324354 Bacteria_16S 1433941 1434015 6 77 gi|224581433|ref|NR_027215.1 

strain GD521 16S ribosomal RNA, partial sequence 1433051 14345 

Firmicutes; Bacillales; Staphylococcus. 

324354 Bacteria_16S 1435468 1435542 6 77 gi|224581431|ref|NR_027213.1 

antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenib 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

324354 Bacteria_16S 1479462 1479536 6 77 gi|219878381|ref|NR_025520.1 

subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 148010 

subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

324354 Bacteria_16S 1482553 1482627 6 77 gi|219878151|ref|NR_025290.1 

nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 148170 

nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fu 

Fusobacterium. 

324354 Bacteria_16S 1491626 1491700 6 77 gi|219846902|ref|NR_026494.1 

saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostr 

WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 1497626 1497700 6 77 gi|219846665|ref|NR_026257.1 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complet 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Fir 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

324354 Bacteria_16S 1506462 1506536 6 77 gi| 219846365 |ref|NR_025956.1 

brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequenc 


Thermoanerobacter brockii subsp. 


Thermoanaerobacte 


324354 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


324354 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


324354 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


324354 Bacteria_16S 


strain PC18 16S r 


lactiethylicus 


ibosomal RNA, partial sequence 


rain ATCC 25563 16S ribosomal RNA, par 
Fusob 


219878140 
sequence 


219846129 
ales; 


228720055 


228718799 


1366379 13679 


Bacteria; 


Thermoana 
rtial sequ 
Lact 


tial seque 
acteriales 


ref 
erob 


ref 
ence 
obac 
ref 
nce 
; Fu 
ref 


1323941 132544 


26 Chlamydophila 


Firmicutes; 


NR_025279.1 


acterales; T 
NR_025719.1 

132699 
illaceae; La 
NR_027588.1 

135754 
sobacteriace 
NR_027576.1 


rales; Thermoanaerobacteraceae; Thermoanaerobacter. 

1509590 1509664 6 77 gi|219846290|ref|NR_025880.1 
paracasei strain R094 16S ribosomal RNA, partial sequence 150868 
paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillacea 

1511169 1511243 6 77 gi| 219846273 |ref|NR_025863.1 

GIFU 12707 16S ribosomal RNA, complete sequence 1510256 151166 
ia; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

1514038 1514112 6 77 gi|219878119|ref|NR_025258.1 
ribosomal RNA, partial sequence 1513128 15146 
lales; Bacillaceae; Bacillus. 

1518509 1518583 6 77 gi|219857618|ref|NR_025207.1 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Chlamydophila pecorum 
pecorum E58 Bacteria; 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Streptococcus 
6 Streptococcus 
coccus. 
Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Paenibacillus 
acillus antarcticus 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Clostridium 
idium saccharolyticum 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Hespellia stercorisuis 


1517647 1519115 Hespellia stercorisuis Bacteria; 


324354 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


324354 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


324354 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


324354 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


324354 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


324354 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


324354 Bacteria_16S 


1520021 1520095 6 77 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1524654 1524728 6 77 gi 
ribosomal RNA, partial sequence 

Clostridia; Clostridiales; Veillo 
1526175 1526249 6 77 gi 
ribosomal RNA, partial sequence 

Lactobacillales; Lactobacillaceae 
1555009 1555083 6 77 gi 
AB04 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1562426 1562500 6 77 gi 


gi 


16S 
tes; 


16S 
tes; 


Bacill 
gi 


cteria; Firmicutes; Bacillales; 


1565284 1565358 6 77 


Fusobact 
gi 


19756 Bacteria; Fusobacteria; 
1577434 1577508 6 ei 


papyrosolvens DSM 2782 16S ribosomal RNA, complete sequ 


2782 Bacteria; Fi 


324354 Bacteria_16S 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 15841 


Firmicutes; Bacil 


324354 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


324354 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


324354 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


324354 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


324354 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


324354 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


324354 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


324354 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


324354 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


324354 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; Clost 


324354 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


324354 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


324354 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


324354 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


324354 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


324354 Bacteria_16S 


rmicutes; Clostridia; 


1583509 1583583 6 


Clostridiales; C 
at gi 


Viridibacillus. 
77 gi 


lales; Planococcaceae; 


1585064 1585138 6 


Viridibacillus. 
V7 gi 


lales; Planococcaceae; 
1586619 1586693 6 
osomal RNA, partial sequence 
laceae; Bacillus. 


1588180 1588254 6 77 


gi 
bacillales; Enterococcaceae; Enterococ 
1609699 1609773 6 77 gi 
m strain CECT 5772 16S ribosomal RNA, 

atorum Bacteria; Firmicutes; Lactobaci 
1661316 1661390 6 77 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1670528 1670602 6 77 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1732985 1733059 6 77 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1734483 1734557 6 77 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1745266 1745340 6 77 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
1748253 1748327 6 77 gi 


ridia; Clostridiales; Veillonellaceae; 


1778445 1778519 6 YB | gi 


ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1779994 1780068 6 77 gi 


n DSM 1327 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1801110 1801184 6 77 gi 


IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1831770 1831844 6 77 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1837853 1837927 6 77 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1839416 1839490 6 77 gi 


1519166 15206 
espellia. 


rain K4 16S ribosomal RNA, partial seq 


in LB57 16S ribosomal RNA, partial seq 


16S ribosomal RNA, partial sequence 1584175 15856 


1585730 15872 


16S ribosomal RNA, partial sequence 1587284 15887 


1669639 16711 


1732113 17335 


6S ribosomal RNA, partial sequence 1747351 17488 
Megamonas. 


1830898 18324 


219857617 


H 
219857527 
15237 
nellaceae; 

219857499 

15252 

; Lactobac 

219857209 
nce 15541 
illus. 

219846143 
uence 
aceae; Ano 

219846059 
uence 
eriales; F 

219846510 
ence 15765 
lostridiac 

219878489 


219878488 


219878487 


219878486 


cus. 
219878470 
partial se 
llales; St 
219878434 
sequence 
ccaceae; P 
219878428 


Clostridiu 
219878386 


Butyrivib 
219878385 
uence 

iales; Lac 
219878377 
17443 
occus. 

219878375 


219878351 
1 sequence 
cillaceae; 
219878350 
sequence 

llaceae; P 
219878335 
e 18002 
ni 
219878315 


cter. 

219878310 
sequence 

tobacillac 


bacillus. 


ref|NR_025206.1| Hespellia porcina 
14 Hespellia porcina Bacteria; 
ref|NR_025115.1| Selenomonas sputigena 
42 1525238 Selenomonas sputigena 
Selenomonas. 
ref|NR_025087.1| Lactobacillus jensenii 
89 1526784 Lactobacillus jensenii 
illus. 
ref |NR_024837.1| Anoxybacillus 
24 1555535 Anoxybacillus ayderensis 
ref |NR_025733.1| Anoxybacillus 

1561538 1562913 Anoxybacillus 
xybacillus. 
ref|NR_025649.1| Leptotrichia 

1564412 1565896 Leptotrichia 
usobacteriaceae; Leptotrichia. 
ref|NR_026102.1| Clostridium 
77 1578067 Clostridium papyrosolvens DSM 
eae; Clostridium. 
ref|NR_025628.1| Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


ref|NR_025627.1 
79 Viridibacillus 


Bacillus humi strain 
Bacteria; Firmicutes; 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025625.1| Enterococcus italicus 
92 Enterococcus italicus Bacteria; 


ref|NR_025609.1| Streptococcus equi 
quence 1608863 1610272 Streptococcus 
reptococcaceae; Streptococcus. 
ref|NR_025573.1| Sporosarcina 

1660434 1661916 Paenisporosarcina 
aenisporosarcina. 
ref|NR_025567.1| Clostridium bolteae 
36 Clostridium bolteae Bacteria; 
m. 
ref|NR_025525.1| Butyrivibrio hungatei 
87 Butyrivibrio hungatei Bacteria; 
rio. 
ref|NR_025524.1| Pseudobutyrivibrio 


1733638 173507 
hnospiraceae; Ps 
ref|NR_025516.1 
69 1745812 Strept 


9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Streptococcus ratti 
ococcus ratti Bacteria; 


ref|NR_025514.1| Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 


ref|NR_025490.1| Paenibacillus 
1777548 1779056 Paenibacillus 

Paenibacillus. 

ref|NR_025489.1| Paenibacillus 
1779107 1780619 Paenibacillus 

aenibacillus. 

ref|NR_025474.1| Paenibacillus 

19 1801737 Paenibacillus stellifer 

ref|NR_025454.1| Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


ref|NR_025449.1 
1836949 183846 
eae; Lactobacill 


Lactobacillus 
1 Lactobacillus 
us. 


219878309 


ref|NR_025448.1| Lactobacillus hamsteri 


strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 


Firmicutes; Lacto 


bacillales; Lactobacillaceae; Lactobac 


illus. 


324354 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


324354 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


324354 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


324354 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


324354 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


324354 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


324354 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


324354 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


324354 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


324354 Bacteria_16S 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 19128 


Firmicutes; Bacil 


324354 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


324354 Bacteria_16S 
16S ribosomal RNA, partial sequence 1941853 19433 


strain LMG 18419 
Firmicutes; Bacil 


324354 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


324354 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


324354 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


324354 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


324354 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


324354 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


Ureibacillus. 
77 gi 


lales; Planococcaceae; 


1915258 1915332 6 


n CM1 16S ribosomal RNA, partial sequence 1914361 1915860 Paenib 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
1942732 1942806 6 77 gi| 219878233 |ref|NR_025372.1 


lales; Paenibacillaceae; Paenibacillus. 
1961063 1961137 6 77 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
1968650 1968724 6 77 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
2040255 2040329 6 77 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2048080 2048154 6 77 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
2049644 2049718 6 77 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2051204 2051278 6 77 gi 


Ss. 


ed 


eq 
co 


se 
al 


ridia; Clostridiales; Veillonellaceae; 


324354 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


324354 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


324354 Bacteria_16S 


strain TF-12 16S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 2125889 2125963 6 77 gi|219857651|ref|NR_025240.1 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 21265 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 2127419 2127493 6 77 gi|219857650|ref|NR_025239.1 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 212798 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectot 
Thioalkalispira. 

324354 Bacteria_16S 2140946 2141020 6 77 gi|219857641|ref|NR_025230.1 


micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 


2083377 2083451 6 77 gi 
ATCC 33200 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Lactob 
2109141 2109215 6 77 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

2124333 2124407 6 77 gi 
ribosomal RNA, partial sequence 


se 
ac 


cl 


is; 


es; 


219878252 


219878221 
19601 


219878216 
1967755 19691 


T. 


219878168 
uence 
ccace 
219878160 
2047168 20 


219878159 
quenc 


Vv 


219878158 
6S ribosomal RNA, partial sequence 2050314 20 
Anaero 
219878134 
quence 

illaceae 
219873437 
2108290 21097 
ostridiu 
219857652 
2123444 21249 


21 Ureibacillus 


ref |NR_025391.1 


47 Paenibacillus 


ref|NR_025360.1 
67 1961603 Vagoco 


ref|NR_025355.1 


hermicanus. 
NR_025307.1 
2039358 204086 
osicoccus. 
ref |NR_025299.1 


07 Paenibacillus 


ae; 
487 


ref|NR_025298.1 

2048758 205026 
lonellaceae; Ana 
ref|NR_025297.1 


e 
eil 


518 
sinus. 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 


ref |NR_026099.2 


mM. 


ref|NR_025241.1 


1844083 1844157 6 77 gi|219878306|ref|NR_025445.1| Isobaculum melis 
S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
bacillales; Carnobacteriaceae; Isobaculum. 

1854604 1854678 6 77 gi|219878298|ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

1880509 1880583 6 TF gi|219878279|ref|NR_025418.1| Propionispora 

FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
ia; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

1882090 1882164 6 YB gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
6S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

1883666 1883740 6 TT gi|219878277|ref|NR_025416.1| Sporomusa malonica 
6S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

1885246 1885320 6 77 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
6S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

1891401 1891475 6 77 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 
16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 
lales; Bacillaceae; Bacillus. 

1892922 1892996 6 77 gi|219878269|ref|NR_025408.1| Bacillus 
train DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1903519 1903593 6 TY gi|219878261|ref|NR_025400.1| Facklamia miroungae 
bosomal RNA, partial sequence 1902626 1904030 Facklamia miroungae Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

1912212 1912286 6 77 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 


terrenus Bacteria; 


Paenibacillus 
acillus azoreducens 


Paenibacillus cookii 
cookii Bacteria; 


Vagococcus fessus 
ccus fessus Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Paenibacillus borealis 
borealis Bacteria; 


Anaeroarcus 

3 Anaeroarcus 

eroarcus. 

Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Lactobacillus 
3 Lactobacillus 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


214009 


Megasphaera 
2 2141502 Megasphaera 


micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 


324354 Bacteria_16S 2160492 2160566 6 77 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

324354 Bacteria_16S 2169719 2169793 6 77 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

324354 Bacteria_16S 2177333 2177407 6 77 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

324354 Bacteria_16S 2186393 2186467 6 77 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

324354 Bacteria_16S 2197006 2197080 6 77 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

324354 Bacteria_16S 2225658 2225732 6 77 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

324354 Bacteria_16S 2227219 2227293 6 77 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

324354 Bacteria_16S 2250071 2250145 6 77 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

324354 Bacteria_16S 2251596 2251670 6 77 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

324354 Bacteria_16S 2259252 2259326 6 77 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

324354 Bacteria_16S 2285417 2285491 6 77 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 2286856 2286930 6 77 gi| 219857541 |ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

324354 Bacteria_16S 2289872 2289946 6 77 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

324354 Bacteria_16S 2313995 2314069 6 77 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

324354 Bacteria_16S 2317038 2317112 6 77 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

324354 Bacteria_16S 2345688 2345762 6 77 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

324354 Bacteria_16S 2404869 2404943 6 77 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

324354 Bacteria_16S 2417267 2417341 6 77 gi| 219857448 |ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

324354 Bacteria_16S 2418804 2418878 6 Th gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

324354 Bacteria_16S 2420359 2420433 6 77 gi| 219857446 |ref Leuconostoc kimchii 


strain IH25 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 

324354 Bacteria_16S 2430743 2430817 6 77 gi 
cinnamivorans strain CIN1 16S ribosomal RNA, partial se 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostri 
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16S 2452127 2452201 6 77 gi|219857418|ref|NR_025006.1| Seinonella 

in KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 

eria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

16S 2453650 2453724 6 77 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
in KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
eria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

16S 2467272 2467346 6 77 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 

Streptococcus 
6 Streptococcus 
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Sporobacterium 
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Bacillus subtilis 
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8 Anaeromusa 
Anaeromusa. 

Clostridium 
7 Clostridium 


bacillales; Enterococcaceae; Enterococcus. 

16S 2591277 2591351 6 77 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 

bacillales; Enterococcaceae; Enterococcus. 

16S 2592851 2592925 6 77 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 

bacillales; Enterococcaceae; Enterococcus. 

16S 2598971 2599045 6 IT gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
um. 
ref|NR_024857.1 

2642624 264413 


Paenibacillus 
1 Paenibacillus 


teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

16S 2664428 2664502 6 77 gi|219857214|ref|NR_024842.1| Streptococcus 
ain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
C 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2665990 2666064 6 77 gi|219857213|ref|NR_024841.1| Streptococcus 
ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2673531 2673605 6 77 gi| 219857207 |ref|NR_024835.1| Lactobacillus 
rain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
cteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

2682678 2682752 6 77 gi|219857201|ref|NR_024829.1| Clostridium 
train CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

2697386 2697460 6 V4 gi|219857190|ref|NR_024818.1| Anoxybacillus 
rain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
cteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

2705025 2705099 6 77 gi|219857185|ref|NR_024813.1| Lactobacillus 
n JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

2712480 2712554 6 77 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
ibosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2778628 2778702 6 77 gi|219857131|ref|NR_024759.1| Paenibacillus 
rain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
cteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

2789242 2789316 6 77 gi|219857124|ref|NR_024752.1| Paenibacillus 
n TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

2792142 2792216 6 77 gi|219857122|ref|NR_024750.1| Coprococcus catus 


strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 


324354 Bacteria_16S 2817688 2817762 6 77 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

324354 Bacteria_16S 2837401 2837475 6 77 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

324354 Bacteria_16S 2841955 2842029 6 77 gi|219856896|ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

324354 Bacteria_16S 2871380 2871454 6 77 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 2876122 2876196 6 77 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 


strain IFO15718 1 
Firmicutes; 


Bacil 


lales; Bacillaceae; Bacillus. 


6S ribosomal RNA, partial sequence 2875223 28767 


324354 Bacteria_16S 2879268 2879342 6 77 gi| 219856872 |ref 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus 
Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 2882387 2882461 6 77 gi|219856870|ref 


strain JCM9070 16 
Firmicutes; Bacil 


324354 Bacteria_16S 2883932 2884006 6 ai gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

324354 Bacteria_16S 2908103 2908177 6 77 gi|219856851|ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

324354 Bacteria_16S 2909649 2909723 6 77 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

324354 Bacteria_16S 2911193 2911267 6 77 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

324354 Bacteria_16S 2912735 2912809 6 qt gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

324354 Bacteria_16S 2914279 2914353 6 77 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

324354 Bacteria_16S 2915822 2915896 6 77 gi| 219856846 |ref|NR_024665.1| Staphylococcus 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

324354 Bacteria_16S 2917364 2917438 6 77 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

324354 Bacteria_16S 2924999 2925073 6 77 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
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324354 Bacteria_16S 3047791 3047865 6 77 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

324354 Bacteria_16S 3049333 3049407 6 77 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

324354 Bacteria_16S 3084051 3084125 6 77 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

324354 Bacteria_16S 3090026 3090100 6 77 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

324354 Bacteria_16S 3140939 3141013 6 V7 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

324354 Bacteria_16S 3142498 3142572 6 77 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

324354 Bacteria_16S 3146972 3147046 6 77 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

324354 Bacteria_16S 3157834 3157908 6 77 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

324354 Bacteria_16S 3166846 3166920 6 77 gi|219846810|ref|NR_026402.1]| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
324354 Bacteria_16S 3168363 3168437 6 77 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
324354 Bacteria_16S 3169879 3169953 6 77 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
324354 Bacteria_16S 3171396 3171470 6 qt gi| 219846807 |ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

324354 Bacteria_16S 3174440 3174514 6 77 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
324354 Bacteria_16S 3203383 3203457 6 77 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

324354 Bacteria_16S 3216960 3217034 6 77 gi| 219846776 |ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

324354 Bacteria_16S 3233609 3233683 6 77 gi|219846765|ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 
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e 3297885 329934 
; Blautia. 

ref |NR_026312.1 
ia schinkii Bact 


rmodesul 


ce 32963 
iraceae; 


sequenc 
ridiales 


219846666 
senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 
senegalense Bacteria; Firmicutes; Clostridia; 


22 Listeria grayi Bacteria; Firmicutes; 


Desulfotomaculum 

8 Desulfotomaculum 
ulfotomaculum. 
Thermodesulfovibrio 
desulfovibrio islandicus 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 

2 Blautia 


Blautia schinkii 
eria; Firmicutes; 


ref |NR_026258.1 


Halanaerobium 
3375527 3377012 


324354 Bacteria_16S 3391561 3391635 6 


324354 Bacteria_16S 3536472 3536546 6 


strain DSM 8723 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
324354 Bacteria_16S 3545838 3545912 6 
DSM 6307 16S ribosomal RNA, 
Bacillales; Bacillaceae; Bacillus. 
324354 Bacteria_16S 3585342 3585416 6 
faecium strain AC 
Bacteria; Firmicutes; 
324354 Bacteria_16S 
cellobioparum str 
cellobioparum Bacteria; 
324354 Bacteria_16S 
strain 743A 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiales; 
324354 Bacteria_16S 3597638 3597712 6 
lentocellum strai 
Bacteria; Firmicutes; 
324354 Bacteria_16S 
celerecrescens st 
celerecrescens Bacteria; 
324354 Bacteria_16S 
periodonticum str 
periodonticum Bac 
324354 Bacteria_16S 
nucleatum subsp. 
Fusobacterium nucleatum subsp. 
Fusobacteriaceae; Fusobacterium. 
324354 Bacteria_16S 3653719 3653793 6 
halophilum strain 
halophilum Bacteria; 
324354 Bacteria_16S 
congolense strain 
congolense Bacteria; 
324354 Bacteria_16S 
halophilus strain 
halophilus Bacter 
Halothiobacillus. 
324354 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bacteria; 
324354 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 
324354 Bacteria_16S 
ATCC 35205 16S ri 
Firmicutes; Clostridia; 
324354 Bacteria_16S 
flavefaciens stra 
Bacteria; Firmicutes; 
324354 Bacteria_16S 


Clostridia; 
3594574 3594648 6 


Firmicutes; 
3596111 3596185 6 


Clostridia; 
3599192 3599266 6 


Firmicutes; 
3618865 3618938 6 


teria; Fusobacteria; 
3620246 3620319 6 


Firmicutes; 
3676639 3676713 6 


Firmicutes; 
3718741 3718815 6 


3763474 3763548 6 


Firmicutes; 
3816300 3816374 6 
rain R3 16S ribosomal 
cteria; 


3830045 3830119 6 


Clostridiales; 
3831584 3831658 6 


Clostridia; 
3833012 3833086 6 


strain ATCC 27255 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
324354 Bacteria_16S 


Clostridiales; 
3842046 3842120 6 


lacurosei strain H200 16S ribosomal RNA, 


Bacteria; Firmicutes; 
324354 Bacteria_16S 
strain AW 25 16S 
Firmicutes; Bacillales; 
324354 Bacteria_16S 
cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 
324354 Bacteria_16S 
cellulolyticus st 
cellulolyticus Bacteria; 
324354 Bacteria_16S 


Clostridia; 
3845116 3845190 6 


Staphylococcus. 
3851073 3851147 6 


Cc 35603 Bacteria; 
3852582 3852656 6 


Firmicutes; 
3872342 3872416 6 


strain 2917B 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family XI. 


complete sequence 
M 3679 16S ribosomal RNA, partial sequ 
Clostridiales; Veillo 


ain DSM 1351 16S ribosomal RNA, partia 
Clostridia; 


n RHM5 16S ribosomal RNA, partial sequ 
Clostridiales; 


rain DSM 5628 16S ribosomal RNA, parti 
Clostridia; 


ain EK1-15 16S ribosomal RNA, partial 
Fusobacteriales; 


SEBR 3139 16S ribosomal RNA, partial 
Clostridia; 


SEBR 4224 16S ribosomal RNA, partial 
Clostridia; 


DSM 6132 16S ribosomal RNA, partial s 


ia; Proteobacteria; Gammaproteobacteri 


in ATCC 19171 16S ribosomal RNA, parti 
Clostridia; 


Proteobacteria; 


bosomal RNA, partial sequence 


in C94 16S ribosomal RNA, partial sequ 
Clostridiales; 


Halanaerobiales; 


ribosomal RNA, partial sequence 


rain ATCC 35603 16S ribosomal RNA, par 


rain CD2 16S ribosomal RNA, partial se 


77 gi 


i gi 


77 gi 


77 gi 


gi 
1 
Clostri 
77 gi 
sequence 
Clostridiaceae; 


va gi 


cl 


en 


Lachnosp 


Tt gi 
al 
Clostr 
77 gi 
se 
Fu 
Tt gi 
animalis Bacteria; 


77 gi 
se 
Clostridiale 
77 gi 
se 
Halanaerobia 
i gi 
eq 
a; 
tt gi 
al 
Clostridia 

77 gi 
RNA, partial seq 
Gammaproteobac 


ue 
te 
a7 gi 


Heliobacteriacea 
td gi 


e; 


en 


Ruminoco 


77 gi 
Ruminococcaceae; R 

77 gi 
complete seque 
Hala 


gi 


nc 
na 
it 


ni 


en 
ne 


di 
219846511 
3595254 35967 
ostridiu 
219846509 
ce 35967 
iraceae; 
219846508 
sequenc 
iales; 
219846493 
quence 

sobacter 
219846492 
animalis strain NCTC 12276 16S ribosomal 


id 


219846651 
strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propio 


219846546 
3544949 35464 


219846519 
ce 35844 
llaceae; 
219846512 
sequence 


ales; 


RNA, 


219846469 
quence 
Pepto 
219846453 
quence 


S; 


les; 


219846424 
uence 
Chromat 


219846390 
sequenc 


les; 


219846352 


nce 
ria; 


219846342 
3829173 38306 


Heli 


219846341 


ce 38 
ccace 


219846340 


38 


umino 


219846334 


e 38 
erobi 


219846332 
3844228 38456 


Incertae Se 


dis; 


genium. 
219846552 
3535585 35370 


Fusobacteria; 


ref|NR_026243.1 


ref|NR_026144.1 
88 Bacillus 


ref|NR_026138.1 
54 Bacillus 


ref|NR_026111.1 
36 3585946 Phasc 
Phascolarctoba 


idiacea 
NR_026103.1 


cl 


m. 
ref|NR_026101.1 
93 3598277 Clost 
Cellulosilytic 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; 
ref|NR_026085.1 

3618078 361940 
iaceae; Fusobac 
ref |NR_026084.1 
rtial sequence 


c 


pa 


ref|NR_026061.1 
3652827 365435 
coccaceae; Desul 
ref |NR_026044.1 
3675717 367724 
anaerobiaceae; 
ref|NR_026015.1 
3717841 371934 
iales; Halothio 


Hal 


ref |NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref |NR_025943.1 

3815400 381690 
omatiales; Halot 


Lac 


Chr 


ref |NR_025932.1 
cterium. 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref |NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiw 
ref |NR_025922.1 


oba 


307 
ae; 


321 
coc 


411 
ace 


i gi|219846328|ref|NR_025918.1 
tial sequence 385021 
Firmicutes; Clostridia; Clostridiales; Rumino 
V7 gi| 219846327 |ref|NR_025917.1 
quence 3851732 385319 

Clostridia; Clostridiales; Ruminococcaceae; 
vi gi|219846314|ref|NR_025904.1 


Gemella. 


cohnii Bacteria; 


Oo 


r 
Uu 


c 


Ast 


H 


b 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Clostridium 
3 Clostridium 
ostridium. 

Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
idium lentocellum 
m. 
Clostridium 
6 Clostridium 
lostridium. 
Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Halanaerobium 

4 Halanaerobium 
alanaerobium. 
Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Butyrivibrio 

4 Butyrivibrio 
tyrivibrio. 
Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus bromii 
coccus bromii Bacteria; 


Halanaerobium 

erobium lacurosei 

m. 

Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Gemella morbillorum 


3871442 3872977 Gemella morbillorum Bacteria; 


324354 Bacteria_16S 


strain ATCC 10379 
Bacteria; 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


324354 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


324354 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


324354 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


324354 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


324354 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; Clost 


324354 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


324354 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


324354 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


324354 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


324354 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


324354 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


324354 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


324354 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


324354 Bacteria_16S 
train ALEN 2 16S ribosomal RNA, partia 
Proteobacteria; 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


324354 Bacteria_16S 
strain G17 16S ribosomal RNA, partial 


lactatifermentans 
lactatifermentans 


324354 Bacteria_16S 
DSM 5352 16S ribosomal RNA, partial s 


hispanicus strain 
hispanicus Bacter 


324354 Bacteria_16S 
ain M54/01/1 16S ribosomal RNA, partia 


marimammalium str 
marimammalium Bac 


324354 Bacteria_16S 


Firmicutes; 
324354 Bacteria_16S 


acteria; 
4220233 4220307 6 


Bacteria; 
4224767 4224841 6 


Firmicutes; 


Firmicutes; 
4242811 4242885 6 


ia; 


teria; Firmicutes; 
788336 788413 3 


strain M39 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain Z-7191 16S 
Firmicutes; Clost 


324354 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


891641 891713 6 
ridia; Halanaerobiales; 
1007248 1007321 6 

ribosomal RNA, partial 


lales; Bacillaceae; 


324354 Bacteria_16S 


1361321 1361399 1 


ribosomal RNA, partial sequence 


Gammaproteobacteria; Thiotrichales; Pis 
324354 Bacteria_16S 


1 


Gammaproteobacteria; Chromatiales; Ecto 
77 gi|219846061|ref|NR_025651.1 
sequence 4219342 422083 
Clostridia; Clostridiales; Clostridiaceae 
77 gi| 219846055 |ref|NR_025645.1 
equence 4223876 422538 
Bacillales; Salinicoccus. 
77 gi|219846040|ref|NR_025630.1 
1 sequence 4241925 424342 
Lactobacillales; Streptococcaceae; Streptococ 
77 gi|265678520|ref|NR_028824.1 
787469 788962 Methylophaga 
cirickettsiaceae; Methylop 
77 gi|265678450|ref|NR_028752.1 
890778 89219 

Halobacteroidaceae; Orenia. 

77 gi| 265678373 |ref|NR_028675.1 
sequence 1006359 10077 
Bacillus. 

77 gi|228719712|ref|NR_027584.1 


sequence 


4205616 420703 


3873929 3874003 6 77 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 

Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

3881647 3881721 6 77 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
ain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
rs 

3897226 3897300 6 V7 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 

X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
tes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

3904744 3904818 6 77 gi|219846292|ref|NR_025882.1| Paenibacillus 
in NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

3932281 3932355 6 77 gi|219846272|ref|NR_025862.1| Granulicatella 
IFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

3993999 3994073 6 77 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 

ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
lales; Bacillaceae; Geobacillus. 

4025561 4025635 6 YB gi|219846206|ref|NR_025796.1| Clostridium jejuense 
6S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

4069443 4069517 6 77 gi|219846173|ref|NR_025763.1| Aquicella lusitana 

ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

4070970 4071044 6 77 gi|219846172|ref|NR_025762.1| Veillonella caviae 
bosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

4080120 4080194 6 77 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
ibosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4105674 4105748 6 77 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

4148585 4148659 6 77 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4182359 4182433 6 77 gi|219846089|ref|NR_025679.1| Fusobacterium 
n RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
ria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

4197520 4197594 6 77 gi| 219846077 |ref|NR_025667.1| Anoxybacillus gonensis 
osomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
lales; Bacillaceae; Anoxybacillus. 

4198938 4199012 6 77 gi|219846076|ref|NR_025666.1| Paenibacillus 
KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
a; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

4206474 4206548 6 77 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 


5 Thioalkalivibrio 
thiorhodospiraceae; 


Clostridium 
8 Clostridium 
; Clostridium. 
Salinicoccus 
3 Salinicoccus 


Streptococcus 

4 Streptococcus 

cus. 

Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Acidimicrobium 


ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 


Acidimicrobiaceae 


; Acidimicrobium. 


324354 Bacteria_ 
strain LUH4616 16 


Proteobacteria; 


Bacteria; 


324354 Bacteria_ 


Proteobacteria; 


324354 Bacteria_ 


16S 1872888 1872965 3 77 


S ribosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Pseudomonadales; Mor 
324354 Bacteria_ 
schindleri strain 


16S 1888334 1888411 3 7 


gi 


16S 1913708 1913785 3 77 


gi 


219878286 
1872026 18734 
axellaceae; 
219878273 
LUH5832 16S ribosomal RNA, partial sequence 

schindleri Bacteria; Proteobacteria; Gammaproteobacteria; 
324354 Bacteria_ 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 


19128 


Pseudomonadales; 
219878253 


ref|NR_025425.1 
90 Acinetobacter 


Acinetobacter parvus 
parvus Bacteria; 
Acinetobacter. 
ref|NR_025412.1| Acinetobacter 

1887472 1888937 Acinetobacter 
Moraxellaceae; Acinetobacter. 
ref|NR_025392.1| Acinetobacter ursingii 
72 1914310 Acinetobacter ursingii 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
16S 1967127 1967203 4 eee gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 
16S 2107603 2107680 3 V7 gi|219878115|ref|NR_025254.1| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


illinoisensis Bacteria; 


Alkanindiges. 


324354 Bacteria_ 


strain SHK-1 16S 
Proteobacteria; 


324354 Bacteria_ 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; 


Methylophaga. 


324354 Bacteria_ 
radioresistens DSM 6976 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Pseudomona 
324354 Bacteria_ 
DSM 2403 16S ribo 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; 
Acinetobacter. 

324354 Bacteria_16S 3443709 3443786 3 77 gi|219846614 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
324354 Bacteria_16S 3580648 3580724 4 77 gi|219846522 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; 
Roseococcus. 

324354 Bacteria_16S 3630858 3630935 3 77 gi|219846485 


strain Dfr2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
324354 Bacteria_ 
auranticolor strain 253 16S ribosomal RNA, partial sequen 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Actinoplanes. 

324354 Bacteria_16S 3714263 3714343 1 77 gi| 219846427 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Micromonosporaceae; Actinoplanes. 

324354 Bacteria_16S 3772350 3772429 1 77 gi| 219846383 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; De 
Geobacter. 

324354 Bacteria_16S 3788920 3788997 3 77 gi| 219846371 


AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 
324354 Bacteria_16S 
strain R18 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
324354 Bacteria_16S 
strain M6 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
324354 Bacteria_16S 
strain V2 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
324354 Bacteria_16S 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 


16S 2713919 2713996 3 77 
ribosomal RNA, partial sequence 


gi 


16S 3300264 3300341 3 77 


gi 
Proteobacteria; 


16S 3437671 3437748 3 77 


gi 


16S 3439180 3439257 3 77 


gi 


16S 3440690 3440767 3 77 


gi 


16S 3442199 3442276 3 Tea. 


gi 
complete 


16S 3712802 3712882 1 77 


gi 


5420 5496 4 77 


gi 
4584 
Rhizobiales; 


219857179 
2713036 27145 
Deltaproteobacteria; Myxococcales; Enhygromyxa. 

219846721 


Gammaproteobacteria; 


219846618 


6S ribosomal RNA, partial sequence 3439822 344 
Gammaproteobacteria; Pseudomonadales; Mor 
324354 Bacteria_ 
haemolyticus strain DSM 6962 16S ribosomal RNA, 


3629961 36314 


219846428 


ce 343 
dales; 


68 


12 


sequence 


Geobacte 


ce 37119 


3788062 3789489 Ehrli 
265679060 


Bartonellaceae; 


6882 6958 4 77 gi| 265679059 
sequence 6033 7437 
Rhizobiales; Bartonellaceae; 
8339 8415 4 77 gi| 265679058 
sequence 7488 8910 
Rhizobiales; Bartonellaceae; 
37194 37270 4 77 gi| 265679039 


5982 


Thiotrichales; 


Moraxellaceae; 
219846617 
somal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii 
Gammaproteobacteria; Pseudomonadales; Mor 
324354 Bacteria_ 
strain DSM 6964 1 


axellaceae; 
219846616 


axellaceae; 
219846615 


Pseudomonadales; 


ref|NR_024807.1| Enhygromyxa salina 
15 Enhygromyxa salina Bacteria; 


NR_026313.1| Methylophaga 
3299393 3300879 Methylophaga 
Piscirickettsiaceae; 


ref|NR_026210.1| Acinetobacter 

03 3438261 Acinetobacter radioresistens 

Acinetobacter. 

NR_026209.1| Acinetobacter lwoffii 

Bacteria; 

Acinetobacter. 

ref|NR_026208.1| Acinetobacter junii 

80 Acinetobacter junii Bacteria; 

Acinetobacter. 

ref|NR_026207.1| Acinetobacter 
3441331 3442790 Acinetobacter 

Moraxellaceae; 


ref 


ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026114.1] Roseococcus 
3579840 3581265 Roseococcus 
Rhodospirillales; Acetobacteraceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 


ref|NR_026077.1| Geobacter pelophilus 
35 Geobacter pelophilus Bacteria; 
raceae; Geobacter. 

ref|NR_026019.1| Actinoplanes 

82 3713392 Actinoplanes auranticolor 
omonosporineae; Micromonosporaceae; 


ref|NR_026018.1| Actinoplanes 
3713443 3714853 Actinoplanes 
mycetales; Micromonosporineae; 


ref|NR_025974.1] Geobacter 
3771473 3772890 Geobacter 
sulfuromonadales; Geobacteraceae; 


ref 
chia 


NR_025962.1| Ehrlichia muris strain 
muris Bacteria; Proteobacteria; 


ref |NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 
Bartonella. 
ref|NR_029367.1| Bartonella taylorii 
Bartonella taylorii Bacteria; 
Bartonella. 
ref|NR_029366.1| Bartonella grahamii 
Bartonella grahamii Bacteria; 
Bartonella. 


ref |NR_029347.1 
37736 


Sulfitobacter 
Sulfitobacter 


guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 

324354 Bacteria_16S 38597 38673 4 77 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

324354 Bacteria_16S 47714 47790 4 77 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

324354 Bacteria_16S 62980 63056 4 77 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
324354 Bacteria_16S 79393 79469 4 77 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

324354 Bacteria_16S 82374 82450 4 77 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

324354 Bacteria_16S 97708 97784 4 77 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

324354 Bacteria_16S 146464 146540 4 77 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

324354 Bacteria_16S 178469 178545 4 77 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

324354 Bacteria_16S 179947 180023 4 77 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 


thermophilus Bact 
Methylococcus. 


324354 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


324354 Bacteria_16S 
in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


whittenburyi stra 


Methylococcaceae; 


eria; 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 


Proteobacteria; 


190742 190818 4 77 


gi 


193762 193838 4 77 


gi 


Methylobacter. 


Gammaproteobacte 


189853 19130 


ria; Methy 
265678936 
ethylococc 


265678934 
NA, partia 


loco 
ref 
acea 


ref 
1 se 


ccales; Meth 


NR_029244.1 


e; Methylomi 
NR_029242.1 
quence 


v 


ylococcaceae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Halomonas elongata 


2 Halomonas elongata Bacteria; 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Rhodobacter 
Rhodobacter 
bacteraceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Ruegeria 
260120 Ruegeria 


Rhodobacteraceae; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 


324354 Bacteria_16S 195273 195349 4 77 gi| 265678933 |ref|NR_029241.1 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methyl 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
324354 Bacteria_16S 196783 196859 4 77 gi|265678932|ref|NR_029240.1 
strain A30 16S ribosomal RNA, partial sequence 195893 19735 

Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomi 
324354 Bacteria_16S 215437 215512 4 77 gi|265678919|ref|NR_029227.1 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 21600 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
324354 Bacteria_16S 223061 223137 4 77 gi|265678914|ref|NR_029222.1 
strain 40 16S ribosomal RNA, partial sequence 222148 22363 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

324354 Bacteria_16S 233566 233642 4 77 gi| 265678907 |ref|NR_029215.1 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Rhodobacter. 

324354 Bacteria_16S 250659 250735 4 77 gi| 265678895 |ref|NR_029203.1 
strain Benl02 16S ribosomal RNA, partial sequence 249819 25124 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 
324354 Bacteria_16S 253616 253692 4 77 gi| 265678893 |ref|NR_029201.1 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Amaricoccus. 

324354 Bacteria_16S 259594 259670 4 77 gi| 265678889 |ref|NR_029197.1 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 

Ruegeria. 

324354 Bacteria_16S 260970 261046 4 77 gi| 265678887 |ref|NR_029195.1 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
324354 Bacteria_16S 285264 285340 4 77 gi|265678870|ref|NR_029176.1 


Desulfobulbus 


rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


Desulfobulbaceae; 


Desulfobulbus. 


324354 Bacteria_16S 
actinomycetemcomi 


292918 292994 4 


77 gi 


tans strain 277/49-50(8) 16S ribosomal 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; 


subsp. 
subsp. 


Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
324354 Bacteria_16S 352181 352257 4 77 gi| 265678823 
strain MB312 16S ribosomal RNA, partial sequence 351363 35277 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; R 
324354 Bacteria_16S 355102 355178 4 77 gi| 265678820 
strain AS130 16S ribosomal RNA, partial sequence 354284 35569 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
324354 Bacteria_16S 358009 358085 4 77 gi| 265678816 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial se 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Loktanella. 

324354 Bacteria_16S 364059 364135 4 77 gi| 265678812 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 36326 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
324354 Bacteria_16S 365542 365618 4 77 gi| 265678811 


strain A3 16S rib 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


324354 Bacteria_16S 
anticariensis strain FP35 16S ribosomal RNA, partial se 
Gammaproteobact 


anticariensis Bac 
Halomonas. 


324354 Bacteria_16S 
denitrificans strain DN34 16S ribosomal RNA, partial se 
denitrificans Bacteria; Proteobacteria; Alphaproteobact 


Pseudovibrio. 


324354 Bacteria_16S 
train DS-1 16S ribosomal RNA, partial 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


324354 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


324354 Bacteria_16S 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


324354 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
australis Bacteria; Proteobacteria; Gammaproteobacteria; 


asymbiotica subsp 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 


324354 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; 


strain TF-27 16S 
Proteobacteria; 


strain HTCC2506 1 
rhizosphaerae str 


rhizosphaerae Bac 
Pseudomonas. 


324354 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


324354 Bacteria_16S 


P 


318590 318666 4 


350748 350824 4 


367027 367103 4 


cteria; Proteobacteria; 


370048 370124 4 


teria; Proteobacteria; 


371495 371571 4 


382136 382212 4 
acteria; Proteobacteria; Alp 


385233 385309 4 
bosomal RNA, partial sequenc 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
324354 Bacteria_16S 


asteurellaceae; Aggregatibacter. 
324354 Bacteria_16S 
berkhoffii 
berkhoffii 
324354 Bacteria_16S 
strain B 16S ribo 


VI gi 


strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 


77 gi 


somal RNA, partial sequence 349928 351312 Parac 


364736 36609 


Tt gi 


rain F23 16S ribosomal RNA, partial se 
Gammaproteobac 


77 gi 


77 gi 


i gi 
haproteoba 


a7 
e 


gi 


384340 38587 


G 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
389772 389852 1 77 gi 
n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ceae; Myceligenerans. 


400575 400651 4 77 


gi 


Enterobacteriaceae; Photorhabdus. 
419154 419230 4 77 

bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
434670 434746 4 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
439314 439390 4 77 gi 


’ 


gi 


445437 445513 4 77 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


457789 457865 4 77 


gi 


ammaproteobacteria; Pseudomonadales; P 


418286 41972 


433793 43528 
hewanellac 


6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
324354 Bacteria_16S 


timonadace 
quence 


eria; 


16S ribosomal RNA, partial sequence 456977 45835 
seudomonad 


459241 459317 4 77 gi 


265678745 


265678865 
RNA, part 


265678848 
ial sequen 
bacteria; 
265678824 


hodobacter 
265678810 
quence 

teria; Alt 


265678808 


quence 


eria; Ocea 


265678807 


quence 


eria; Rhod 


265678800 
sequence 
cteria; 
265678798 
seudomonad 
265678795 
sequence 


Actinomyc 


265678788 


265678775 


Halomonad 
265678765 


265678762 


265678758 
Pseu 


265678746 


Rhi 


ref 
ial 


Aggregatibacter 
292013 293496 


NR_029171.1 
sequence 


Proteobacteria; Gammaproteobacteria; 


ref|NR_029153.1| Bartonella vinsonii 
ce 317746 319177 Bartonella vinsonii 
Rhizobiales; Bartonellaceae; Bartonella. 
ref|NR_029129.1| Paracoccus kocurii 
occus kocurii Bacteria; Proteobacteria; 
Ss. 
ref|NR_029128.1| Rhodobium orientis 
0 Rhodobium orientis Bacteria; 
hodobium. 
ref|NR_029125.1| Rhodoplanes elegans 
0 Rhodoplanes elegans Bacteria; 
ae; Rhodoplanes. 
ref|NR_029121.1] Loktanella 
quence 357208 358614 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029117.1| Phenylobacterium 
4 364685 Phenylobacterium lituiforme 
aulobacteraceae; Phenylobacterium. 
ref|NR_029116.1| Salipiger mucosus 
9 Salipiger mucosus Bacteria; 
aceae; Salipiger. 
ref|NR_029115.1| Idiomarina 

366150 367594 Idiomarina 
eromonadales; Idiomarinaceae; 
ref|NR_029113.1] Halomonas 

369170 370614 Halomonas 
nospirillales; Halomonadaceae; 
ref|NR_029112.1| Pseudovibrio 

370665 372098 Pseudovibrio 
obacterales; Rhodobacteraceae; 
ref|NR_029105.1| Parvibaculum 

381306 382756 Parvibaculum 
izobiales; Phyllobacteriaceae; 
ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029100.1| Myceligenerans 

388894 390431 Myceligenerans 
etales; Micrococcineae; 
ref|NR_029093.1] Photorhabdus 
rtial sequence 399669 401215 


ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 
aceae; Halomonas. 

ref|NR_029070.1| Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


eae; Shewanella. 
ref|NR_029067.1| Fulvimarina pelagi 
9 Fulvimarina pelagi Bacteria; 
ae; Fulvimarina. 
ref|NR_029063.1] Pseudomonas 

444544 446074 Pseudomonas 
domonadales; Pseudomonadaceae; 
ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref|NR_029050.1] Pseudomonas 


458401 459808 Pseudomonas 


324354 Bacteria_16S 
rudongensis strai 
rudongensis Bacte 
324354 Bacteria_16S 


strain AU476 16S 


strain DLE411J 16 
Proteobacteria; 


69 16S ribosomal 


Gammaproteobacter 
324354 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


324354 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


324354 Bacteria_16S 


marinisedimentoru 
marinisedimentoru: 


324354 Bacteria_16S 


luminescens subsp 


G 
324354 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 


463751 463827 4 77 gi 
n AS1.1761 16S ribosomal RNA, partial 


465253 465329 4 77 
ribosomal RNA, partial sequence 


gi 


471338 471414 4 TE: 
S ribosomal RNA, partial sequence 


gi 


ria; Proteobacteria; Alphaproteobacter 


464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
324354 Bacteria_16S 
470446 47199 


Rhodospiri 
265678737 


llac 
ref 


eae; Inquil 
NR_029042.1 


265678742 |ref|NR_029047.1| Ancylobacter 

sequence 462905 464361 Ancylobacter 

ia; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
265678741|ref|NR_029046.1|] Inquilinus limosus 


9 Inquilinus limosus Bacteria; 
i 


nus. 
Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
477402 477478 4 77 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
486695 486771 4 a7 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 
488266 488342 4 77 gi| 265678726 |ref|NR_029031.1| Marinomonas 
n Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
acteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
491400 491476 4 77 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
503704 503780 4 77 gi|265678716|ref|NR_029021.1] Loktanella 
ain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
515744 515820 4 77 gi|265678708|ref|NR_029013.1| Reinekea 
m strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
m Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 
517307 517383 4 77 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
» thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


324354 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


324354 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


324354 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


324354 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 


Pseudoalteromonas. 
324354 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


324354 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


324354 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


324354 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


324354 Bacteria_16S 


strain S-606 16S 


Proteobacteria; G 


324354 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


324354 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


’ 


Photorhabdus. 
V7 


Enterobacteriaceae; 


518872 518948 4 gi 


Photorhabdus. 

528061 528137 4 Ti gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
546341 546417 4 i gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
547827 547903 4 77 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


e; 


555531 555607 4 77 


gi 
ammaproteobacteria; Pseudomonadales; P 
557073 557149 4 LY gi 


ammaproteobacteria; Pseudomonadales; P 
558617 558693 4 77 gi 


ammaproteobacteria; Pseudomonadales; P 
572294 572370 4 77 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


575279 575355 4 77 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
578263 578339 4 77 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
584251 584327 4 77 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


gi 


324354 Bacteria_16S 


strain Iso-46 16S 


- kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


574450 57581 


265678706 


265678700 

52719 
nadales; M 
265678688 

54547 
Enterobac 
265678687 
ial sequen 
cteria; Al 


265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678671 
sequence 
teria; Rho 


265678669 


oraxellace 
265678667 
ence 57740 
irillales; 
265678663 
equence 

ria; Rhodo 


587254 587330 4 77 
ribosomal RNA, partial sequence 


gi 


ref 
seq 
cter 


NR_029011.1 
uence 517982 
ia; Enteroba 


ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref |NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref |NR_028987.1 


acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


aceae; Pseudomon 
ref|NR_028976.1 

571472 572837 
dobacterales; Rh 


ref |NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus 
ref|NR_028968.1 

583422 584837 
bacterales; Rhod 


265678661 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 
Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 

Jannaschia 
Jannaschia 
odobacteraceae; 


Psychrobacter pulmonis 
pulmonis Bacteria; 
rs 
Thalassolituus 
solituus oleivorans 


Paracoccus 
Paracoccus 
obacteraceae; 


ref |NR_028966.1 


Psychrobacter faecalis 


586359 587854 Psychrobacter faecalis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


324354 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


324354 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 
Saccharospirillum 


324354 Bacteria_16S 


nivimaris strain 
Bacteria; Proteob 


324354 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


324354 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


324354 Bacteria_16S 


strain CE2105 16S 
Proteobacteria; A 


324354 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


324354 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


324354 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


324354 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


324354 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


324354 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


324354 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


324354 Bacteria_16S 


strain SCII24 16S 
Proteobacteria; A 


324354 Bacteria_16S 


grignonense strai 
grignonense Bacte 


324354 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


324354 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


324354 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


324354 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


324354 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


324354 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


324354 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


597732 597808 4 77 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
605273 605349 4 77 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


613024 613100 4 77 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
616107 616183 4 77 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
628237 628313 4 77 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
629716 629792 4 77 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
640418 640494 4 77 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
645084 645160 4 77 gi 
al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
649675 649751 4 77 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
655506 655582 4 77 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


660017 660093 4 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
663011 663087 4 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


V7 gi 


672187 672263 4 77 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


678346 678422 4 77 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
679791 679867 4 77 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
688802 688878 4 77 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
690344 690420 4 77 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
691896 691972 4 77 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


697938 698014 4 77 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
699458 699533 4 77 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
709582 709658 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
711140 711216 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; 


265678654 


596871 59824 


matiaceae; 
265678648 
ence 60442 
irillales; 


265678643 
ence 61213 
nadales; M 
265678641 


615203 61674 


onaceae; V 
265678633 


627341 62884 


Enterobac 
265678631 


628893 63029 


Rhodospiri 
265678624 


639529 64105 


seudomonad 
265678621 


644174 645732 Vibri 


265678618 
e 64884 
les; Beije 
265678613 
uence 
eria; Pseu 


265678609 


659171 660617 Morax 


raxella. 
265678607 


662137 66364 


Enterobac 
265678601 
ial sequen 


obacteria; 


265678597 


677507 67890 


llaceae; O 
265678596 
uence 

ia; Rhizob 
265678590 
equence 
ria; Desul 
265678589 


16S ribosomal RNA, partial sequence 689459 69096 


Enterobac 
265678588 
sequence 

ia; Entero 


265678584 
nce 69711 
terales; C 
265678583 


698584 69993 


matiaceae; 
265678576 

70866 
onaceae; A 
265678575 


ref|NR_028959.1| Thiobaca trueperi 
0 Thiobaca trueperi Bacteria; 

Thiobaca. 
ref|NR_028953.1 
0 605869 Saccha 
Saccharospirill 


Saccharospirillum 
rospirillum impatiens 
aceae; 


ref |NR_028948.1 
0 613627 Psychr 
oraxellaceae; Psychrobacter. 
ref|NR_028946.1| Vibrio agarivorans 
4 Vibrio agarivorans Bacteria; 
ibrio. 
ref |NR_028938.1| Morganella morganii 

2 Morganella morganii Bacteria; 
teriaceae; Morganella. 

ref|NR_028936.1| Roseospira marina 

8 Roseospira marina Bacteria; 

llaceae; Roseospira. 

ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 

ref|NR_028926.1| Vibrio lentus strain 

o lentus Bacteria; Proteobacteria; 


Psychrobacter 
obacter nivimaris 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref |NR_028918.1 

654656 656081 
domonadales; Mor 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 

Psychrobacter 

Psychrobacter 
axellaceae; 


Moraxella canis strain 
ria; Proteobacteria; 


ref 
ella 


NR_028914.1 
canis Bacte 


ref|NR_028912.1] Enterobacter cloacae 
7 Enterobacter cloacae Bacteria; 
teriaceae; Enterobacter; Enterobacter 
ref|NR_028906.1] Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 
chrobactrum. 
ref|NR_028901.1] Ochrobactrum 
678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028895.1| Desulfobacterium 
687908 689408 Desulfobacterium 


fobacterales; Desulfobulbaceae. 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref |NR_028893.1| Buttiauxella 

691014 692520 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; Brevundimonas. 
ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 


Brevundimonas 
dimonas aurantiaca 


71023 


Thiocystis. 

ref|NR_028881.1| Aliivibrio wodanis 

8 710188 Aliivibrio wodanis Bacteria; 
liivibrio. 

ref|NR_028880.1| Moritella viscosa 


9 711741 Moritella viscosa Bacteria; 


Alteromonadales; Moritellaceae; Moritella. 


324354 Bacteria_16S 
strain TH-3 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
324354 Bacteria_16S 
strain B43 16S ri 
G 
324354 Bacteria_16S 


Proteobacteria; 


strain XINach 16S 
Proteobacteria; 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


324354 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


324354 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


324354 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


324354 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
324354 Bacteria_16S 


strain 12993 16S 
Proteobacteria; 


strain 256 16S ri 
Proteobacteria; 


Alphaproteobacter 


324354 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


324354 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


324354 Bacteria_16S 


strain AMX51 16S 


strain CFBP 5236 


Proteobacteria; G 


324354 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


324354 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


324354 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


324354 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


324354 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


324354 Bacteria_16S 


strain PSv29 16S 


G 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


715755 715831 4 77 
ibosomal RNA, partial sequence 


gi 


717338 717414 4 i A 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
721978 722054 4 Tt gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723564 723640 4 TI gi 
laumondii strain TTO1 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 


725147 725223 4 qd gi 
akhurstii strain FRGO4 16S ribosomal 


Photorhabdus. 
te 


Enterobacteriaceae; 

769842 769918 4 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
785306 785382 4 77 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


, 


gi 


791435 791511 4 77 


gi 
ammaproteobacteria; Alteromonadales; P 
794414 794490 4 77 gi 
B 16S ribosomal RNA, partial sequence 


818917 818993 4 77 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820422 820498 4 77 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
825052 825128 4 Th gi 


gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826554 826630 4 77 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
841837 841913 4 77 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
843311 843387 4 77 gi 
ribosomal RNA, partial sequence 


844901 844977 4 eke) 


gi 
ammaproteobacteria; Enterobacteriales; 
847966 848042 4 77 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
849346 849422 4 77 gi 


ain LX3 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 
870660 870736 4 V1 gi 


in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


907046 907122 4 77 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


922594 922668 4 15 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


gi 


714920 71638 


716437 71796 


721087 72261 


768965 770424 Vibri 


6S ribosomal RNA, complete sequence 790537 79204 


818049 81950 


819558 82101 


824212 825662 Bosea 


825713 827158 Bosea 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
324354 Bacteria_16S 
16S ribosomal RNA, partial sequence 844000 84550 


921679 92319 


265678571 


obacteriac 
265678570 


Enterobac 
265678567 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


265678533 


265678522 
1 sequence 
ria; Pseud 


265678518 


sychromona 
265678516 

79361 
biaceae; R 
265678500 


Enterobac 
265678499 


Enterobac 
265678496 


sea. 
265678495 


sea. 
265678485 
nce 84098 
irillales; 
265678484 


rhizobiace 
265678483 


Enterobac 
265678481 
nce 84713 
terales; R 
265678480 
uence 
eria; Ente 
265678465 
uence 
ria; Rhizo 
265678440 
al sequenc 
eria; Desu 


265678430 


Desulfoba 


925708 925784 4 77 gi 
ribosomal RNA, partial sequence 


ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 

eae; Aminobacter 
ref|NR_028875.1 
8 Enterobacter pyrinus Bacteria; 
teriaceae; Enterobacter. 

ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 

ref|NR_028870.1] Photorhabdus 

al sequence 722663 724202 


Enterobacter pyrinus 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 
ial 


NR_028869.1 
sequence 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Vibrio ruber strain 
Proteobacteria; 


ref 
o ru 


NR_028837.1 
ber Bacteria 


, 


Pseudomonas 
Pseudomonas 
domonadaceae; 


ref|NR_028826.1 
784432 785869 
omonadales; Pseu 


ref |NR_028821.1 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 

ref|NR_028819.1| Rhizobium loessense 

1 794989 Rhizobium loessense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_028803.1| Kluyvera cryocrescens 
7 Kluyvera cryocrescens Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028802.1| Kluyvera intermedia 

0 Kluyvera intermedia Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 


Psychromonas arctica 


Bosea eneae strain 
Proteobacteria; 


ref 
ene 


NR_028798.1 
ae Bacteria; 


ref |NR_028788.1 
1 842417 Marino 
Marinospirillum. 
ref|NR_028787.1| Bosea minatitlanensis 
9 Bosea minatitlanensis Bacteria; 
ae; Bosea. 
ref|NR_028786.1| Samsonia erythrinae 
2 Samsonia erythrinae Bacteria; 
teriaceae; Samsonia. 
ref|NR_028784.1] Paracoccus 
2 848491 Paracoccus kondratievae 
hodobacteraceae; Paracoccus. 
ref|NR_028783.1| Klebsiella 

848542 849823 Klebsiella 
robacteriales; Enterobacteriaceae; 


Marinospirillum 
spirillum alkaliphilum 


ref |NR_028768.1 
869838 871263 
biales; Bradyrhi 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 


265678428 


ref|NR_028730.1| Desulfofaba gelida 


924822 926310 Desulfofaba gelida Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 


324354 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


324354 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


324354 Bacteria_16S 


strain DSS-3 16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


324354 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


324354 Bacteria_16S 


strain CIP 104663 
Proteobacteria; 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


324354 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


324354 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


324354 Bacteria_16S 


strain WSU 86/104 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
324354 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


324354 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


324354 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


324354 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


324354 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


324354 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


324354 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


324354 Bacteria_16S 1010216 1010292 4 a7 gi|265678371|ref|NR_028673.1 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 10108 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
324354 Bacteria_16S 1011766 1011842 4 Tt gi|265678370|ref|NR_028672.1 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 10123 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
324354 Bacteria_16S 1013261 1013337 4 Vi gi| 265678369 |ref|NR_028671.1 
strain GP11 16S ribosomal RNA, partial sequence 1012401 10138 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
324354 Bacteria_16S 1014757 1014833 4 TT gi| 265678368 |ref|NR_028670.1 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

324354 Bacteria_16S 1016253 1016329 4 DA gi| 265678367 |ref|NR_028669.1 


strain Ne 11 16S 


G 
324354 Bacteria_16S 


927262 927338 4 77 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


928730 928806 4 77 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930218 930294 4 77 gi 
ribosomal RNA, partial sequence 


937968 938044 4 77 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
956585 956661 4 77 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


961216 961292 

16S ribosomal RNA, 
ammaproteobacteria; Pseudomonadales; P 
965843 965919 4 TI gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


4 77 gi 
complete sequence 


967427 967503 4 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
968855 968930 4 77 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 

973536 973612 4 
4 16S ribosomal RNA, 


77 gi 


La 
V7 gi 
complete sequence 


987235 987311 4 77 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
988815 988891 4 77 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
990395 990471 4 77 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
991966 992042 4 77 gi 


ammaproteobacteria; Enterobacteriales; 
1004205 1004281 4 V7 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1005729 1005805 4 77 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1008706 1008782 4 77 
osomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 


gi 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
324354 Bacteria_16S 


966531 96793 


987916 98944 


989496 99101 


6S ribosomal RNA, partial sequence 991068 99256 


1007814 10092 


265678427 
quence 
ria; Desul 


265678426 
nce 92790 
terales; R 
265678425 


hodobacter 
265678420 

uence 

Alteromo 


, 


265678408 
sequence 
acteria; R 
265678404 
96032 
seudomonad 
265678401 
1 sequence 
eobacteria 


265678400 


Halomonad 
265678398 
equence 
ae; Actino 


265678395 
97261 


265678386 
98633 

cteriales; 

265678385 


Enterobac 
265678384 


Enterobac 
265678383 


Enterobac 
265678375 

10033 
Enterobac 
265678374 
al sequenc 
eria; Alte 


265678372 


myce 


teri 


teri 


ref|NR_028729.1 
926361 927852 
fobacterales; De 


ref|NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028727.1 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Roseovarius 
arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


aceae; Ruegeria 
ref |NR_028722.1 

937095 938588 
nadales; Pseudoa 


ref|NR_028710.1 
955748 957207 
hizobiales; Phyl 


ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028703.1 
964933 966480 
Vibrionales; V 


v 


ref |NR_028702.1 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


aceae; Halomona 
ref|NR_028700.1 

967981 969477 
tales; Strep 


ref |NR_028697.1 
7 974173 Waddli 


ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


Ss. 


Kitasatospora 
Kitasatospora 
tomycineae; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


teri 
ref 


aceae; Citro 
NR_028686.1 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


teri 
ref 


aceae; Citro 
NR_028685.1 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


aceae; Citro 
ref |NR_028677.1 
52 1004810 Kluyve 
aceae; Kluyv 
ref|NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref |NR_028674.1 


bacter. 
Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


ribosomal RNA, partial sequence 


Moraxella ovis strain 
ia; Proteobacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


Moraxella catarrhalis 


1015393 1016838 Moraxella catarrhalis Bacteria; 


324354 Bacteria_16S 


L-3 16S ribosomal 


Gammaproteobacter 
324354 Bacteria_16S 


strain SH22623 16 


Bacteria; 


strain W1-2B 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
324354 Bacteria_16S 


strain JCM 21370 


Bacteria; 


strain DB21MT-5 1 
Proteobacteria; 


ATCC 35469 16S ri 
Bacteria; Proteob 


324354 Bacteria_16S 


strain YB1 16S ri 


G 
324354 Bacteria_16S 


1017750 1017826 4 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1025466 1025542 4 77 

S ribosomal RNA, partial sequence 


77 gi 
Mo 
gi 


1051505 1051581 4 77 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1065135 1065211 4 77 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1069548 1069624 4 77 gi 
ribosomal RNA, partial sequence 


1071040 1071116 4 77 


gi 


1089000 1089076 4 77 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1111671 1111747 4 Th gi 
6S ribo 
ammaproteobacteria; Alteromonadales; M 
1119204 1119280 4 77 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1135821 1135897 4 77 gi 
bosomal RNA, partial sequence 


1016889 1018335 Morax 


1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
324354 Bacteria_16S 
insulare strain K 
Proteob 
324354 Bacteria_16S 
primoryensis stra 
primoryensis Bact 
324354 Bacteria_16S 


biaceae; 
265678343 
10506 
irillales; 
265678334 
sequence 
ria; 
265678331 


1068707 10701 
aulobacter 


265678330 


16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
324354 Bacteria_16S 
psychrophila stra 
Proteob 
324354 Bacteria_16S 


Rhodospiri 
265678317 
ence 10881 
nadales; 
265678301 


somal RNA, partial sequence 1110771 11122 


oritellace 
228716249 


1118333 11198 


cteriales; 
253680766 


1134932 11363 


R 


Ocean 


P 


265678366 |ref|NR_028668.1| Moraxella bovis strain 
ella bovis Bacteria; Proteobacteria; 

raxella. 

265678361|ref|NR_028663.1| Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_028645.1| Marinospirillum 
31 1052062 Marinospirillum insulare 
Marinospirillum. 
ref |NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref |NR_028633.1| Brevundimonas nasdae 
33 Brevundimonas nasdae Bacteria; 
aceae; Brevundimonas. 
ref|NR_028632.1| Tistrella mobilis 
36 Tistrella mobilis Bacteria; 
llaceae; Tistrella. 
ref|NR_028619.1| Pseudomonas 
07 1089634 Pseudomonas psychrophila 

a 


Marinomonas 
0 Marinomonas 
rinomonas. 


seudomonadaceae; Pseudomonas. 
ref|NR_028602.1| Moritella yayanosii 
56 Moritella yayanosii Bacteria; 

ae; Moritella. 
ref|NR_027549.1| Escherichia fergusonii 
05 Escherichia fergusonii ATCC 35469 
Enterobacteriaceae; Escherichia. 
ref|NR_028014.1| Vibrio coralliilyticus 
96 Vibrio coralliilyticus Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

324354 Bacteria_16S 1143443 1143519 4 77 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

324354 Bacteria_16S 1145000 1145076 4 77 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

324354 Bacteria_16S 1152516 1152592 4 77 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

324354 Bacteria_16S 1153933 1154009 4 77 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

324354 Bacteria_16S 1185778 1185854 4 77 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

324354 Bacteria_16S 1187289 1187365 4 77 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

324354 Bacteria_16S 1188800 1188876 4 77 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

324354 Bacteria_16S 1190311 1190387 4 77 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

324354 Bacteria_16S 1211596 1211672 4 77 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

324354 Bacteria_16S 1213073 1213149 4 77 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

324354 Bacteria_16S 1214566 1214642 4 77 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

324354 Bacteria_16S 1216046 1216122 4 77 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

324354 Bacteria_16S 1232670 1232746 4 77 gi|219878271|ref|NR_025410.1| Bartonella 


schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


1231844 1233289 Bartonella 


324354 Bacteria_16S 
niigataensis strain DSM7050 16S ribosomal RNA, partial 

niigataensis Bacteria; Proteobacteria; Alphaproteobacte 
324354 Bacteria_16S 
aminovorans strain DSM7048 16S ribosomal RNA, partial s 
aminovorans Bacteria; Proteobacteria; Alphaproteobacter 
324354 Bacteria_16S 
temperatum strain SDW 018 16S ribosomal RNA, partial se 
temperatum Bacteria; Proteobacteria; Alphaproteobacteri 
324354 Bacteria_16S 


strain A431 16S r 
Proteobacteria; G 


324354 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


324354 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


324354 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


324354 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


324354 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


324354 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


324354 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


324354 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


324354 Bacteria_16S 


HEL-45 16S riboso 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
324354 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


324354 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


324354 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


324354 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


324354 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


324354 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


324354 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


324354 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


324354 Bacteria_16S 


ibosomal RN 
ammaproteob 


LV4 16S ri 
acteria; Ga 


n JC2041 16 
ria; Proteo 


RNA, compl 
ia; Rhizobi 


train MSR-1 
SR-1 Bacter 


somal RNA, 
ammaproteob 


n 307 16S r 
acteria; Al 


6S ribosoma 
acteria; Al 


7902 16S ri 
acteria; Ga 


mal RNA, pa 


BL2 16S ri 


acteria; Al 


ribosomal R 
ammaproteob 


ain 0S217 1 


ain HD 100 
00 Bacteria 


RS 2060 16S 
Bacteria; 


16S riboso 
acteria; Ga 


S ribosomal 
ammaproteob 


6S ribosoma 
ammaproteob 


1238763 1238839 4 


1240279 1240355 4 


1243267 1243343 4 


1258262 1258338 4 


1276232 1276308 4 


1277722 1277798 4 


1306424 1306500 4 


1340001 1340077 4 


1343162 1343238 4 


1362798 1362874 4 


1370404 1370480 4 


1378034 1378110 4 


1379511 1379587 4 


1380935 1381011 4 


1382460 1382536 4 


1385512 1385588 4 


17 Bacteria; 


1390011 1390087 4 


1397417 1397493 4 


1403418 1403494 4 


1412415 1412491 4 


1415424 1415500 4 


1423102 1423178 4 


77 219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 

a; Rhizobi 
gi| 219856813 
1257400 12588 
Oonaceae; V 
219846179 
ce 12753 
irillales; 
219846127 
quence 

ia; Altero 


gi 


ee gi 


77 gi 


77 
A, partial sequence 
acteria; Vibrionales; Vibri 
77 gi 
bosomal RNA, partial sequen 
mmaproteobacteria; Oceanosp 
77 gi 
S ribosomal RNA, partial se 
bacteria; Gammaproteobacteria; 
77 gi|219846269 
1305606 1307012 Stark 
ales; Xanthobacteraceae; Starkeya. 

77 gi| 228721340 
16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacter 


ete sequence 


77 gi| 228721107 
partial sequence 1342254 1343799 Ferri 
acteria; Alteromonadales; Ferrimonada 
77 gi| 228719132 
ibosomal RNA, partial sequence 13619 
phaproteobacteria; Rhodobacterales; R 
77 gi| 228718299 
1 RNA, partial sequence 1369567 13709 
phaproteobacteria; Rhodobacterales; R 
77 gi| 228717562 
bosomal RNA, partial sequence Bie ee pe 
mmaproteobacteria; Alteromonadales; A 


71 gi| 228717469 
1378686 1380064 Ocean 
hodobacter 
228717274 
ce 13801 
les; Beije 
228717104 


rtial sequence 


TT gi 
bosomal RNA, partial sequen 
phaproteobacteria; Rhizobia 
77 gi 
NA, partial sequence 1381574 13830 
acteria; Alteromonadales; Idiomarinac 
77 gi| 228716834 
6S ribosomal RNA, partial sequence 

; Proteobacteria; Gammaproteobacteria 
228716586 
sequence 

eobacteria 


77 gi 
16S ribosomal RNA, partial 
Proteobacteria; Deltaprot 


’ 


228715764 
uence 
bacteria; 


77 gi 
ribosomal RNA, partial seq 
Proteobacteria; Alphaproteo 


219857444 
14026 
nadales; P 


YB gi 
mal RNA, partial sequence 
mmaproteobacteria; Alteromo 


77 gi|224581450 
RNA, partial sequence 1411537 14130 
acteria; Alteromonadales; Pseudoalter 
ad gi| 224581448 
1 RNA, partial sequence 1414552 14160 
acteria; Pseudomonadales; Pseudomonad 
77 gi| 224581443 


ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref |NR_024632.1 


ibrio. 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025717.1 
1276861 127826 
monadales; Colwe 
ref|NR_025859.1 
eya novella Bact 


ref|NR_027605.1 

1339181 134062 
ia; Rhodospirill 
ref 
mona 


NR_027602.1 
s balearica 
ceae; Ferrimonas 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027572.1 
hodobacteraceae; 
ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 


ref 
ibul 


NR_027563.1 
bus indolife 
aceae; Oceanibul 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027560.1 


eae; Idiomarina 
ref|NR_027556.1 
1384632 138613 
Alteromonadale 


, 


ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


, 


ref |NR_027539.1 
1396599 139803 
Rhizobiales; Met 


ref|NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 
ref |NR_027234.1 


omon 
ref 


adaceae; Alg 
NR_027230.1 


aceae; Pseudomon 


Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 
Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Starkeya novella DSM 
eria; Proteobacteria; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 
Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Teredinibacter 

nibacter turnerae T7901 

enera incertae sedis; 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Methylocella 
ocella silvestris BL2 
hylocella. 

Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Pseudoalteromonas 
alteromonas ulvae 


aceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 


ref|NR_027225.1 


Psychrobacter 


maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


324354 Bacteria_16S 
strain M1063U/93 


324354 Bacteria_16S 
strain M2000/95/1 
Bacteria; 
324354 Bacteria_16S 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; 


Thalassobacter. 
324354 Bacteria_16S 


1430850 1430926 4 


1443209 1443285 4 


1444718 1444794 4 


1446262 1446338 4 


77 


16S ribosomal RNA, partial sequence 1429972 1 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


77 


77 


77 


strain R7 16S ribosomal RNA, partial sequence 


324354 Bacteria_16S 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial 


doudoroffii Bacteria; 
324354 Bacteria_16S 
strain SK-1T 16S 


324354 Bacteria_16S 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partia 


pacificensis Bacteria; 
Psychrobacter. 
324354 Bacteria_16S 


1455311 1455387 4 


Proteobacteria; 
1459643 1459719 4 


1470359 1470435 4 
Proteobacteria; 


1485541 1485617 4 


77 


77 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


77 


77 


gi|224581435 


gi|224581426 


16S ribosomal RNA, partial sequence 14423 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


224581424 
sequence 


gi 


gi|224581423 


1445391 14468 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


224581417 
sequence 


gi 


Gammaproteobacteria; Aeromonadales; 


gi] 224581413 
1458766 14602 


gi|224581406 


gi|219857250 


tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 


tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 
324354 Bacteria_16S 


1487058 1487134 4 


77 


strain SO2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


324354 Bacteria_16S 


1493109 1493185 4 


77 


strain SA35 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


324354 Bacteria_16S 

9187 strain TA 4r 16S 
Bacteria; 
324354 Bacteria_16S 


1496097 1496173 4 
ribosomal RNA, 


1512535 1512611 4 


77 


complete sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


77 


strain 8025 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


324354 Bacteria_16S 


septentrionale strain SDW 014 16S ribosomal RNA, partial 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 
324354 Bacteria_16S 


strain KMM 227 16S ribosomal RNA, partial sequence 


1515498 1515574 4 


1547543 1547619 4 


77 


77 


gi] 219857235 
1486230 14876 


gi| 219846714 
1492298 14937 


Xanthobacterace 


219846691 
14952 


gi 


gi|219878127 
1511717 15130 


219878113 
sequence 
Rhi 


gi 


gi|219857260 
1546665 15481 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


324354 Bacteria_16S 
strain ATCC 29914 


1553470 1553546 4 


77 


16S ribosomal RNA, partial sequence 


219857220 
15525 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


324354 Bacteria_16S 


lusatiensis strain S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
324354 Bacteria_16S 
strain SP1402 16S 


1569836 1569912 4 


1578987 1579063 4 


wy 


77 


ribosomal RNA, partial sequence 


219878173 
15690 
Phyll 
gi|219846381 
1578118 15795 


gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


324354 Bacteria_16S 
americanum strain 


324354 Bacteria_16S 


1580442 1580518 4 


1608229 1608305 4 


77 


CFNEI 156 16S ribosomal RNA, partial 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; 


Sinorhizobium/Ensifer group; Sinorhizobium. 


77 


219878491 
sequence 
Rhizobi 


gi 


gi|219878471 


decolorationis strain S12 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alt 


decolorationis Bacteria; 


Shewanella. 
324354 Bacteria_16S 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Loktanella. 
324354 Bacteria_16S 


Proteobacteria; 


1612614 1612690 4 


1629249 1629325 4 


77 


77 


strain T4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 


324354 Bacteria_16S 


1632306 1632382 4 


77 


219878468 
sequence 
Rhodo 


gi 


gi|219878457 
1628419 16298 


Pasteurellaceae; 


Enterobac 


1 sequence 


Gammaproteobacteria; Pseudomonadales; 


Rhizobiales; 


Aer 


ref|NR_027217.1| Phocoenobacter uteri 


431466 Phocoenobacter uteri Bacteria; 


Phocoenobacter. 
ref|NR_027207.1| Actinobacillus scotiae 
29 1443825 Actinobacillus scotiae 
Actinobacillus. 
ref|NR_027205.1| Thalassobacter 

1443876 1445340 Thalassobacter 


Rhodobacterales; Rhodobacteraceae; 


Psychrobacter arenosus 
arenosus Bacteria; 
Psychrobacter. 
ref|NR_027198.1| Oceanimonas 

1454432 1455915 Oceanimonas 
Aeromonadaceae; Oceanimonas. 
ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_027187.1] Psychrobacter 

1469465 1470990 Psychrobacter 
Moraxellaceae; 


ref|NR_027204.1 
81 Psychrobacter 


ref|NR_024880.1| Mesorhizobium 
1484704 1486179 Mesorhizobium 
Phyllobacteriaceae; 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 


Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


ref|NR_026306.1| Xanthobacter agilis 
11 Xanthobacter agilis Bacteria; 

ae; Xanthobacter. 

ref|NR_026283.1| Tolumonas auensis DSM 
67 1496682 Tolumonas auensis DSM 9187 
omonadaceae; Tolumonas. 

ref|NR_025266.1| Histophilus somni 

77 Histophilus somni Bacteria; 

eae; Histophilus. 

ref|NR_025252.1| Mesorhizobium 


1514694 1516108 Mesorhizobium 
zobiales; Phyllobacteriaceae; 


ref|NR_024891.1| Idiomarina abyssalis 
29 Idiomarina abyssalis Bacteria; 
eae; Idiomarina. 
ref|NR_024848.1| Providencia stuartii 
80 1554073 Providencia stuartii Bacteria; 
teriaceae; Providencia. 
ref|NR_025312.1| Defluvibacter 
18 1570426 Defluvibacter lusatiensis 
obacteriaceae; Defluvibacter. 
ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025251.1| Sinorhizobium 

1579624 1581060 Sinorhizobium 
ales; Rhizobiaceae; 


ref|NR_025610.1] Shewanella 
1607365 1608812 Shewanella 
eromonadales; Shewanellaceae; 


ref|NR_025607.1] Loktanella 
1611794 1613208 Loktanella 
bacterales; Rhodobacteraceae; 


ref|NR_025596.1|] Methylocella tundrae 
34 Methylocella tundrae Bacteria; 
e; Methylocella. 


gi|219878455 


ref|NR_025594.1| Erysipelothrix 


inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 


324354 Bacteria_16S 


litoralis strain 


litoralis Bacteri 
324354 Bacteria_16S 
proteolytica stra 
proteolytica Bact 


Pseudomonas. 


324354 Bacteria_16S 
strain CMS 38 16S 
Proteobacteria; G 
324354 Bacteria_16S 
strain CMS 35 16S 
Proteobacteria; G 
324354 Bacteria_16S 


strain IBS S6874 


Proteobacteria; G 
324354 Bacteria_16S 
VKM B1479 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthob 
324354 Bacteria_16S 1656663 1656739 4 77 gi| 219878437 


gallinifaecis str 


gallinifaecis Bac 


324354 Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacter 
324354 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 
324354 Bacteria_16S 


strain Albert 199 


Proteobacteria; G 
324354 Bacteria_16S 


strain 888-76 16S 


Proteobacteria; G 
324354 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 
324354 Bacteria_16S 


strain TO1 16S ri 


Proteobacteria; G 
324354 Bacteria_16S 
CAIM 578 16S ribo 
Gammaproteobacter 
324354 Bacteria_16S 


strain KMM 241 16 


Proteobacteria; G 
324354 Bacteria_16S 


echinoides strain 
echinoides Bacter 


324354 Bacteria_16S 


strain R-8904 16S 


324354 Bacteria_16S 


strain NF11 16S r 


Proteobacteria; G 
324354 Bacteria_16S 


strain NF23 16S r 


Proteobacteria; G 
324354 Bacteria_16S 


strain RB-8 16S r 


Proteobacteria; G 
324354 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


agarivorans strai 
agarivorans Bacte 


teria; Proteobacteria; Alphaproteobacter 
1658213 1658289 4 ahi gi| 219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


ia; Proteobacteria; Alphaproteobacteria; 
1711664 1711740 4 77 gi| 219878400 
1710844 17122 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
1722384 1722460 4 ar gi| 219878393 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 
1723925 1724001 4 77 gi| 219878392 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 
1737539 1737615 4 77 gi| 219878383 
1736673 17381 
ammaproteobacteria; Oceanospirillales; 0 
1742145 1742221 4 77 gi| 219878379 
SM 11806 16S ribosomal RNA, partial sequ 
; Proteobacteria; Gammaproteobacteria; Aeromonad 
m. 
324354 Bacteria_16S 


a; Proteobacteria; Gammaproteobacteria; 


eria; Proteobacteria; Gammaproteobacteri 


ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; Pse 


ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; Pse 


osomal RNA, partial sequence 


ain Iso 196 16S ribosomal RNA, partial s 


ia; Vibrionales; Vibrionaceae; Vibrio. 


ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrion 


82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; E 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; E 
ammaproteobacteria; Pseudomonadales; Pse 


ammaproteobacteria; Pseudomonadales; Pse 


ia; Vibrionales; Vibrionaceae; Vibrio. 


IMET 10491 16S ribosomal RNA, partial s 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


324354 Bacteria_16S 


1633858 1633934 4 77 gi| 219878454 
DSM 15406 16S ribosomal RNA, partial seq 


1641400 1641476 4 77 gi| 219878449 
in CMS 64 16S ribosomal RNA, partial seq 


1642962 1643038 4 tie gi| 219878448 
1642082 16435 


1644523 1644599 4 77 gi|219878447 
1643643 16451 


1646069 1646145 4 77 gi| 219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
ammaproteobacteria; Aeromonadales; Aeromonadacea 
1650518 1650594 4 TT gi| 219878442 
1649700 16511 


1659768 1659844 4 77 gi| 219878435 
1658880 16603 


1667448 1667524 4 77 gi| 219878430 


1672053 1672129 4 at gi| 219878427 
1671187 16725 


1694842 1694918 4 77 gi|219878411 
16S ribosomal RNA, partial sequence 1693968 16954 


1696386 1696462 4 77 gi| 219878410 
bosomal RNA, partial sequence 1695512 16970 
1699484 1699560 4 77 gi| 219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


1701033 1701109 4 VI gi| 219878407 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
1704100 1704176 4 TT gi|219878405 


1700153 17016 


1721510 17230 


1723051 17245 


1754336 1754412 4 77 gi| 219878370 
n KMM 255 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacteria 
Pseudoalteromonas. 


monadales; Pseud 


ref|NR_025593.1 
1632974 163447 


dales; Aeromonad 


ref|NR_025588.1 
1640520 164203 
omonadales; Pseu 


ref |NR_025587.1 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


aceae; Pseudomon 
ref|NR_025586.1 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


aceae; Pseudomon 
ref|NR_025585.1 


as. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


e; Aeromonas. 
ref|NR_025581.1 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


ae; Labrys. 
ref|NR_025576.1 
1655822 165727 
obiales; Brucell 
ref|NR_025575.1 
o fortis Bacteri 


ref|NR_025574.1 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


rimontia. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


48 Enterobacter cowanii Bacteria; 


teriaceae; Enter 
ref|NR_025550.1 


obacter. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


aceae; Pseudomon 
ref|NR_025549.1 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


aceae; Pseudomon 
ref|NR_025547.1 
© pomeroyi Bacte 


ref|NR_025546.1 


as. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


aceae; Glaciecol 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025539.1 


a. 
Methylocystis 
7 Methylocystis 


taceae; Methylocystis. 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


aceae; Loktanell 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025522.1 


a. 

Psychrobacter luti 
luti Bacteria; 

rae 

Psychrobacter fozii 
fozii Bacteria; 

Ks 

Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


ref|NR_025518.1 
1741287 174278 
ales; Succinivib 


ref|NR_025509.1 
1753455 175495 


1755896 1755972 4 77 gi| 219878369 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


oalteromonadaceae; 


ref|NR_025508.1 


Halomonas halocynthiae 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


324354 Bacteria_16S 
strain 2825 16S r 
G 
324354 Bacteria_16S 


Proteobacteria; 


strain LMG 20362 
Proteobacteria; 


strain LMG 2096 
Proteobacteria; 


Gammaproteobacter 
324354 Bacteria_16S 


324354 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


324354 Bacteria_16S 


strain LMG 20546 
Proteobacteria; 


G 
324354 Bacteria_16S 


G 


324354 Bacteria_16S 
R-3712 16S riboso: 


G 


1757467 1757543 4 77 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
ibosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

1776918 1776994 4 71 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1784463 1784539 4 77 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
9 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1792026 1792102 4 qT gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
mal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

1793500 1793576 4 V7 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 

LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
1795055 1795131 4 77 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

1796540 1796616 4 77 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 
16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1798094 1798170 4 a9 gi|219878337|ref|NR_025476.1| Vibrio neptunius 


324354 Bacteria_16S 


strain LMG 20536 
Proteobacteria; 


marincola strain 
marincola Bacteri 


324354 Bacteria_16S 


submarinus strain 
submarinus Bacter 


324354 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


324354 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


324354 Bacteria_16S 


strain SE3104 16S 


G 
324354 Bacteria_16S 
KMM 277 16S ribosomal RNA, partial seq 


ammaproteobacteria; Vibrionales; Vibri 
1825771 1825847 4 77 gi 


a; Proteobacteria; Gammaproteobacteria 
1827249 1827325 4 77 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1828659 1828735 4 77 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1847096 1847172 4 77 gi 
train NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; 


1851664 1851740 4 77 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


324354 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


324354 Bacteria_16S 


strain ME102 16S 


Proteobacteria; G 


324354 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


324354 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


324354 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


324354 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


strain HK85 16S r 
Proteobacteria; G 


324354 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


324354 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


324354 Bacteria_16S 


strain 2693 16S r 


1860618 1860694 4 77 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1862159 1862235 4 77 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1863666 1863742 4 77 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865248 1865324 4 77 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


gi 


1868313 1868389 4 77 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


1869779 1869855 4 77 


gi 


1875868 1875944 4 77 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1889820 1889896 4 77 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1929157 1929233 4 77 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1930693 1930769 4 77 gi 
ibosomal RNA, partial sequence 


gi 


Gammaproteoba 


16S ribosomal RNA, partial sequence 1797206 17986 


on 


ue 


v 


qu 
a; 


qu 
a; 


se 
ct 


Rh 


al 
er 


Oo 


nc 
Be 
s 


a; 


eq 
ct 


st 


e 
le 


or 


219878319 


219878318 


219878317 


219878304 


219878301 
1850849 18521 


219878294 


219878293 
1861284 18627 


219878292 


219878291 


219878289 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 
324354 Bacteria_16S 219878284 


1874987 18764 


219878272 


219878242 
1928261 19297 


aceae; V 


nce 
Pseudomo 


ence 
Pseudom 


ence 
Rhodoba 


quence 
eria; Al 


odospiri 


sequenc 
ia; Alte 


leiphila 


e 18627 
illales; 


equence 


Oceanos 


uence 


eria; Rh 


eromonad 


eurellac 


18889 


s; Phyll 


itellace 


219878241 
1929813 1931309 Moritella abyssi Bacteria; 


ibrio. 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
onadales; Moraxe 
ref|NR_025456.1 
1827843 182926 
cterales; Hypho 
ref|NR_025443.1 

1846218 184771 
teromonadales; S 
ref|NR_025440.1 
llaceae; Roseosp 
ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref |NR_025432.1 


ceae; Oleiphilus 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref |NR_025430.1 

1864353 186588 
pirillales; Halo 


ref |NR_025428.1 
1867493 186885 
izobiales; Beije 


ref|NR_025427.1 


acea 
ref 


e; Glaciecol 
NR_025423.1 


eae; Haemophilu 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025381.1 


ae; Moritella. 


monadaceae; 


73 Vibrio neptunius Bacteria; 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 
Shewanella 

2 Shewanella 

hewanellaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Alteromonas 

3 Alteromonas 

eromonadaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Chelatococcus 
8 Chelatococcus 


rinckiaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
Ss. 


Mesorhizobium 
izobium chacoense 
esorhizobium. 
Moritella profunda 


62 Moritella profunda Bacteria; 


ref|NR_025380.1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


Moritella abyssi 


324354 Bacteria_16S 
fujisawaense stra 
fujisawaense Bact 


Methylobacterium. 


324354 Bacteria_16S 
strain 95Al 16S r 
G 
324354 Bacteria_16S 
doebereinerae str 
doebereinerae Bac 


Proteobacteria; 


Azospirillum. 


324354 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; 


Serratia. 


324354 Bacteria_16S 


strain DSM 30063 
Proteobacteria; 


strain DSM 4576 1 
Proteobacteria; 


strain DSM 12358 
Proteobacteria; 


strain DSM 4594 1 
Proteobacteria; 


strain DSM 30118 
Proteobacteria; 


DSM 5563 16S ribo 
Gammaproteobacter 


324354 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


324354 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


1 


strain Eb 13/82 1 
Proteobacteria; G 


324354 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


324354 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


324354 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


324354 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


G 
324354 Bacteria_16S 
proteamaculans st 
proteamaculans Ba 


G 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 


1939644 1939720 4 77 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


s 
ri 


1962553 1962629 4 77 

ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
1970034 1970110 4 77 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


gi 


1988628 1988704 4 LE 


gi 
ammaproteobacteria; Enterobacteriales; E 
1990176 1990252 4 Yor gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


al 
te 


1991724 1991800 4 77 


gi 
ammaproteobacteria; Enterobacteriales; E 
1993267 1993343 4 77 gi 
ammaproteobacteria; Enterobacteriales; E 
1994815 1994891 4 77 gi 
ammaproteobacteria; Enterobacteriales; E 
1996350 1996426 4 V7 gi 
ammaproteobacteria; Enterobacteriales; E 
1997895 1997971 4 77 gi 
ammaproteobacteria; Enterobacteriales; E 
1999434 1999510 4 i gi 
ia; Enterobacteriales; Enterobacteriac 
2000968 2001044 4 TT gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2002504 2002580 4 TT gi 


ea 


ct 


ammaproteobacteria; Enterobacteriales; E 


2004036 2004112 4 V7 gi 
ammaproteobacteria; Enterobacteriales; E 
2005581 2005657 4 77 gi 
ammaproteobacteria; Enterobacteriales; E 
2007127 2007203 4 71 gi 
ammaproteobacteria; Enterobacteriales; E 
2008671 2008747 4 77 gi 
n DSM 9390 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


se 
ia 


2010230 2010306 4 77 


gi 


ammaproteobacteria; Enterobacteriales; E 


324354 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


324354 Bacteria_16S 
washingtonensis strain MCS06 16S ribosomal RNA, partial 


washingtonensis B 
Maricaulis. 


324354 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


324354 Bacteria_16S 


strain ATCC 15253 


2019157 2019233 4 77 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2020629 2020705 4 77 gi 


YP 


s 
acteria; Proteobacteria; Alphaproteobact 
2022101 2022177 4 77 gi 
16S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; Caulobacte 


219878235 


219878220 
1961654 19631 
st 
219878215 
eq 
er 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


219878202 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 


219878200 
6S ribosomal RNA, partial sequence 1992387 19938 


219878199 
16S ribosomal RNA, partial sequence 1993927 19 


219878198 
6S ribosomal RNA, partial sequence 1995493 19 


219878197 
16S ribosomal RNA, partial sequence 1997016 19 


219878196 
somal RNA, partial sequence 1998561 2000045 Pr 


219878195 
219878194 
6S ribosomal RNA, partial sequence 2001636 20 


219878193 
6S ribosomal RNA, partial sequence 2003168 20 


219878192 
6S ribosomal RNA, partial sequence 2004699 20 


219878191 
6S ribosomal RNA, partial sequence 2006247 20 


219878190 


219878189 
6S ribosomal RNA, partial sequence 2009346 20 


219878183 
2018337 20 


219878182 


219878181 


ref|NR_025374.1 
1938810 194024 
biales; Methylo 


equence 
a; Rhizo 


ref|NR_025359.1 


eurellaceae; Pasteurell 
ref|NR_025354.1 
1969231 197053 
ospirillales; R 


uence 
ia; Rhod 


ref |NR_025342.1 


nterobacteriaceae; Tatu 
ref|NR_025341.1 
e 1989290 199079 
erobacteriales; 


sequenc 
ria; Ent 
ref |NR_025340.1 


teri 
ref 


nterobac aceae; Serra 


NR_025339.1 


teri 
ref 


nterobac aceae; Serra 
NR_025338.1 
954 
bacteri 


ref 


ntero aceae; Serra 
NR_025337.1 
969 
bacteri 


ref 


ntero aceae; Rahne 
NR_025336.1 
985 
bacteri 
ref 
a fo 
a. 
ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 


ref |NR_025333.1 


ntero aceae; Prote 
NR_025335.1 
agi ntium Bacter 


e; Pragi 
20 


erial 


000 


es; 


031 
bacteri 


ref 


ntero aceae; Lemin 
NR_025332.1 
046 
nterobacteriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 

2007792 200929 


bacteriales; Ent 


061 


nterobac 


077 


nterobac 


quenc 
Ent 


e 
ero 


, 


ref |NR_025328.1 
108 
bacteri 


ref 


ntero aceae; Butti 
NR_025322.1 
197 


ada 


ceae; Maricaulis 
ref |NR_025321.1 

2019809 202123 
odobacterales; H 


homon 


equen 
eria; 


ce 
Rh 


ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 


212 
c 


20 


rales; 


2023590 2023666 4 77 gi 
16S ribosomal RNA, partial sequence 


219878180 


ref |NR_025319.1 


b 


h 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
a 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
mella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


50 Buttiauxella brennerae Bacteria; 


auxella. 
Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 


2022770 2024208 Caulob 


acter henricii Bacteria; 


Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 


324354 Bacteria_16S 
strain LMG 317541 
G 


Proteobacteria; 
324354 Bacteria_ 


carotovorum subsp. 


Enterobacteriales; 


324354 Bacteria_ 


strain DSM 169 16 
G 


Proteobacteria; 
324354 Bacteria_ 


strain IBS 506 16 


2026659 2026735 4 
16S 2028102 2028178 4 


Enterobacteriaceae; 
16S 2029638 2029714 4 


16S 2075583 2075659 4 


77 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; 


77 


77 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


77 


S ribosomal RNA, partial sequence 


gi|219878178 


gi|219878177 


odoriferum strain LMG 17566 16S ribosomal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Pectobacterium. 


gi|219878176 


2028754 20301 


gi|219878139 


2074760 20762 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


324354 Bacteria_ 


strain IBS 382 16 


16S 2084836 2084912 4 


77 


S ribosomal RNA, partial sequence 


gi|219878133 


2084014 20854 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


324354 Bacteria_ 


strain T9 16S rib 
G 


Proteobacteria; 
324354 Bacteria_ 


strain 63 16S rib 
G 


Proteobacteria; 
324354 Bacteria_ 


aquibiodomus stra 
aquibiodomus Bact 


Nitratireductor. 
324354 Bacteria_ 
strain SW-47 16S 
Proteobacteria; 
324354 Bacteria_ 


DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; 
Gammaproteobacteria; 


324354 Bacteria_ 


salipaludis strain SM-1 


Bacteria; 


Proteobacteria; 


Proteobacteria; 
324354 Bacteria_16S 
strain Ps 9-14 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
324354 Bacteria_16S 


16S 2086388 2086464 4 


16S 2092386 2092462 4 


16S 2098471 2098547 4 


16S 2101543 2101619 4 
ribosomal RNA, 
16S 2121305 2121381 4 


Enterobacteriales; 
2137944 2138020 4 


16S 
2143936 2144012 4 


2145441 2145517 4 


77 


osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


77 


osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


77 


in NL21 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


77 


partial sequence 
Gammaproteobacteria; Alteromonadales; Alt 


77 


Enterobacteriaceae; 


77 


77 


Pseudomonadales; 


77 


gi|219878132 


2085504 20870 
Alcanivoracaceae; 


gi|219878128 


2091488 20930 


gi|219878123 


gi|219878121 
2100672 21021 


gi|219857654 


gi|219857643 


gi| 219857639 
2143068 21445 


gi| 219857638 


umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 


umsongensis Bacteria; 


Pseudomonas. 


324354 Bacteria_16S 
strain Pss 26 16S 


Proteobacteria; 


Proteobacteria; 


2146946 2147022 4 


2153004 2153080 4 


Gammaproteobacteria; 


77 


ribosomal RNA, partial sequence 
Gammaproteobacteria; 
324354 Bacteria_16S 


Pseudomonadales; 


77 


gi|219857637 
2146078 21475 


gi| 219857633 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 


inexpectatum Bacteria; 


Albidovulum. 


324354 Bacteria_16S 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, 


2159003 2159079 4 


Proteobacteria; Alphaproteobacteria; 


77 


219857629 
partial s 


gi 


zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


324354 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; 


Gammaproteobacteria; 
324354 Bacteria_16S 


2171244 2171316 4 
16S ribosomal 


2175784 2175860 4 


73 


RNA, partial sequence 
Pseudomonadales; 


77 


strain YKJ-103 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain KMM 3582 1 
Proteobacteria; 


extremorientalis 
extremorientalis 
Pseudomonas. 


324354 Bacteria_16S 


strain 7d 16S rib 


Gammaproteobacteria; 
324354 Bacteria_16S 


G 


2189435 2189511 4 


2219672 2219748 4 
Bacteria; Proteobacteria; 


2221179 2221255 4 


Pseudomonadales; 


77 


77 


77 


osomal RNA, partial sequence 


219857621 
21703 


gi 


gi|219857616 
2174910 21764 

Moraxellace 
gi| 219857606 


6S ribosomal RNA, partial sequence 2188558 21900 
ammaproteobacteria; Alteromonadales; 
324354 Bacteria_16S 
strain KMM 3447 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


Shewanellac 
gi|219857586 


P 


gi|219857585 
2220358 22217 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


324354 Bacteria_16S 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 


2222589 2222665 4 


77 


gi|219857584 


20257 


Rhizobiales; 


eromonadaceae; 


Cedecea. 


Alteromonadaceae; 


Pseudomonadales; 


Rhodobacterales; 


Pseudomonadaceae; 


ref|NR_025317.1 


Aeromonas. 
ref|NR_025316.1 


ref|NR_025315.1 


Chromatium. 
ref|NR_025278.1 


Bartonella. 
ref|NR_025272.1 


Bartonella. 
ref|NR_025271.1 


ref|NR_025267.1 
Shewanella. 
ref |NR_025262.1 

2097632 209908 


ref |NR_025260.1 


ref |NR_025243.1 


ref |NR_025232.1 


ref|NR_025228.1 
Pseudomon 
ref|NR_025227.1 

2144573 214602 


ref|NR_025226.1 
Pseudomon 
ref|NR_025222.1 

2152193 215360 
Rhod 


ref|NR_025218.1 
equence 215819 
Rhodobacterales 


ref|NR_025210.1 
56 2171849 Cellvi 
Cellvibri 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025195.1 


Shewanella. 
ref|NR_025174.1 
nce 221879 
seudomonadales; 


eae; 


ref |NR_025173.1 


ae; 


Aeromonas popoffii 


59 2027165 Aeromonas popoffii Bacteria; 


Pectobacterium 


partial sequence 2027216 2028703 
Proteobacteria; Gammaproteobacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Shewanella baltica 


18 Shewanella baltica Bacteria; 
Shewanellaceae; 


Nitratireductor 
7 Nitratireductor 


Phyllobacteriaceae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromonas. 


Cedecea davisae strain 
Proteobacteria; 


Microbulbifer 


16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Gammaproteobacteria; Alteromonadales; 


Microbulbifer. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomonadaceae; 


as. 
Pseudomonas 
7 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
Pseudomonadaceae; 


as. 
Albidovulum 
1 Albidovulum 
obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 


Cellvibrio fulvus 

brio fulvus Bacteria; 

oO. 

Psychrobacter jeotgali 
jeotgali Bacteria; 

r. 

Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Xanthobacter viscosus 


41 Xanthobacter viscosus Bacteria; 
Xanthobacter. 


ref|NR_025172.1 


Xanthobacter 


2221792 2223169 Xanthobacter aminoxidans 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


324354 Bacteria_16S 2234828 2234904 4 77 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

324354 Bacteria_16S 2239412 2239488 4 77 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

324354 Bacteria_16S 2240923 2240999 4 a gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

324354 Bacteria_16S 2242434 2242510 4 77 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

324354 Bacteria_16S 2243945 2244021 4 77 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

324354 Bacteria_16S 2245396 2245472 4 VT gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

324354 Bacteria_16S 2256228 2256304 4 77 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

324354 Bacteria_16S 2263947 2264023 4 77 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

324354 Bacteria_16S 2268622 2268698 4 77 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
strain Pl 16S ribosomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

324354 Bacteria_16S 2271665 2271741 4 77 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

324354 Bacteria_16S 2273137 2273213 4 77 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

324354 Bacteria_16S 2277784 2277860 4 YB gi|219857548|ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
324354 Bacteria_16S 2283871 2283947 4 77 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter marinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 

324354 Bacteria_16S 2291333 2291409 4 77 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

324354 Bacteria_16S 2294397 2294473 4 77 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

324354 Bacteria_16S 2295852 2295928 4 77 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

324354 Bacteria_16S 2297318 2297394 4 Tt gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

324354 Bacteria_16S 2298842 2298918 4 77 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

324354 Bacteria_16S 2300283 2300359 4 77 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

324354 Bacteria_16S 2321628 2321704 4 77 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 
strain CFML 97-391 16S ribosomal RNA, partial sequence 2320764 2322265 Pseudomonas brenneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

324354 Bacteria_16S 2323180 2323256 4 77 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
strain CFML 97-514 16S ribosomal RNA, partial sequence 2322316 2323816 Pseudomonas grimontii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

324354 Bacteria_16S 2341105 2341181 4 qt gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 


strain LBB1 16S ribosomal RNA, partial sequence 


2340265 2341721 Rhodobaca bogoriensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 


324354 Bacteria_16S 


strain ATCC49733 


Proteobacteria; G 


324354 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


324354 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


324354 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


324354 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


324354 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


324354 Bacteria_16S 
6S ribosomal RNA, partial sequence 2442080 24435 


strain KMM 3299 1 
Proteobacteria; G 


324354 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 


Pseudoalteromonas. 
324354 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


324354 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


324354 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


324354 Bacteria_16S 
16S ribosomal RNA, partial sequence 2528225 25296 


strain ATCC 4973 


Proteobacteria; G 


324354 Bacteria_16S 


strain C-29 16S r 
Proteobacteria; A 


324354 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
324354 Bact 
strain CIP 105470 
Proteobacteria; G 
324354 Bact 
strain CIP 105259 
Proteobacteria; G 
324354 Bact 
strain CIP 105274 
Proteobacteria; G 


324354 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


324354 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


324354 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


324354 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


324354 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


eria_16 


eria_16 


eria_16 


2363941 2364017 4 77 


gi 
ammaproteobacteria; Pasteurellales; Pa 
2391219 2391295 4 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2395748 2395824 4 77 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2412580 2412656 4 77 gi 
ain AML-D4 16S ribosomal RNA, partial 

teria; Proteobacteria; Gammaproteobact 


2414145 2414221 4 77 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2427850 2427926 4 TT gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2442941 2443017 4 77 gi 


gi 


ammaproteobacteria; Alteromonadales; S 
2447526 2447602 4 77 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


2462628 2462704 4 Tt gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2521553 2521629 4 77 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2524563 2524639 4 77 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2529105 2529181 4 77 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
2549755 2549831 4 77 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2555859 2555935 4 77 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
Ss 2557425 2557501 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
s 2562051 2562127 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2571184 2571260 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580305 2580381 4 77 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581871 2581947 4 V7 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583441 2583517 4 77 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585010 2585086 4 77 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2586588 2586664 4 77 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 


324354 Bacteria_16S 


strain CIP 105273 


16S ribosomal RNA, partial sequence 2363042 23645 


2390343 23918 


2394935 23963 


2413261 24147 


2427049 24283 


2523668 25251 


2548929 25503 


219857485 


steurellac 
219857466 


Halomonad 
219857463 


nellaceae; 
219857452 
sequence 

eria; Meth 


219857451 


ethylococc 
219857439 


omonadacea 
219857424 


hewanellac 
219857421 
quence 

ia; Altero 


, 


219857408 
24617 
cteriales; 
219857363 
sequence 

teria; Pse 


219857361 


Desulfobu 
219857358 


seudomonad 
219857344 


nellaceae; 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857277 
quence 
obacteria; 


2595848 2595924 4 77 gi 
16S ribosomal RNA, partial sequence 


219857271 
25949 


eae. 


yloc 


e; 


eae; 


mona 


ref|NR_025073.1| Haemophilus felis 
76 Haemophilus felis Bacteria; 


ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas. 
ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 
Bartonella. 
ref |NR_025040.1 
2411699 241321 
occales; Met 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 

ref|NR_025027.1| Oceanimonas baumannii 
44 Oceanimonas baumannii Bacteria; 
Oceanimonas. 
ref|NR_025012.1| Shewanella japonica 
41 Shewanella japonica Bacteria; 
Shewanella 
ref|NR_025009.1 
2446675 244812 
dales; Pseud 


Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 
ref|NR_024949.1| Desulfotalea arctica 
53 Desulfotalea arctica Bacteria; 
lbaceae; Desulfotalea. 
ref|NR_024946.1| Pseudomonas fragi 
82 Pseudomonas fragi Bacteria; 
aceae; Pseudomonas. 
ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024908.1 
2585691 258722 
Oceanospirillales; Marinomonas. 
ref|NR_024902.1| Pseudomonas mandelii 
61 2596478 Pseudomonas mandelii Bacteria; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 

Pseudomonas. 

Marinomonas 
4 Marinomonas 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


324354 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


324354 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


324354 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


324354 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


324354 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


324354 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


324354 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


324354 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


324354 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


324354 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


324354 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


324354 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


324354 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


324354 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


324354 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


324354 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


324354 Bacteria_16S 


strain SM2-1 16S 


Proteobacteria; G 


324354 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


324354 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 


324354 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


strain ATCC15947 
Bacteria; Proteob 


324354 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


2597414 2597490 4 77 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2600402 2600478 4 77 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2601956 2602032 4 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603510 2603586 4 77 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2605064 2605140 4 VI 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2608190 2608266 4 77 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2620606 2620682 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2623568 2623644 4 77 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2634244 2634323 1 77 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2635735 2635811 4 77 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2637299 2637375 4 77 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2638877 2638953 4 77 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


Pa 
gi 


Pa 
gi 


2641934 2642010 4 hz 


gi 
eltaproteobacteria; Desulfobacterales; 
2661596 2661672 4 77 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2715441 2715517 4 77 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


2716983 2717059 4 77 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2733771 2733847 4 77 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2735261 2735337 4 77 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2736751 2736827 4 7 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


gi 


2741108 2741184 4 77 
S ribosomal RNA, partial sequence 


gi 


2763355 2763431 4 77 


gi 
acteria; Gammaproteobacteria; Enteroba 
2764871 2764947 4 wa gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


324354 Bacteria_16S 


strain JCM1679 16 


na 
al 
ri 
st 


st 


st 


ia 
er 


le 


se 
co 


ct 


ue 
a: 


en 
le 


ue 
Pi: 


2716108 27 
ol 


2732909 27 
hewanel 


qu 
ind: 


eq 
te 


2740223 27 
ammaproteobacteria; Alteromonadales; Alt 
324354 Bacteria_16S 
16S ribosomal RNA, partial sequence 2762542 27 
ct 


2763991 27 


2766387 2766463 4 77 gi 
S ribosomal RNA, partial sequence 


219857270 


dales; 
219857268 


a; 
219857267 


2601060 26025 
eurellac 


219857266 


2602614 26041 
eurellac 


219857265 


2604168 26056 
eurellac 


219857263 


ia; 
219857252 
26197 
E 
219857249 
26227 
S; 
219857236 
quence 
ccaceae; 
219857234 
26348 
eriales; 
219857233 
26364 
E 
219857232 
nce 
a; 


219857230 


6S ribosomal RNA, partial sequence 2641027 26425 
esulfoba 


D 
219857216 
ce 26607 
S; 
219857178 
nce 
a; Ps 
219857177 
175 
welli 
219857165 
343 
lac 
219857164 
ence 
a; Alter 
219857163 
uence 
ria; Alt 
219857160 
416 
eromo 
219857142 
639 
eriales; 
219857141 
654 
Enterobac 
219857140 


25965 
P 


sequenc 
Paste 


1 sequen 
Ocea 


nterobac 


Phyll 


nterobac 


Paste 


Hypho: 


eud 


ace 


nad 


ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


Mannheimia 
NR_024897.1 


eae; 
ref 


Mannheimia 
NR_024896.1 


eae; 
ref 


eae; Mannheimia 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref|NR_024806.1 

2714566 271605 
omonadales; Mora 
ref|NR_024805.1 
Colwellia. 
NR_024793.1 


ae; 
ref 


eae; Shewanella 
ref|NR_024792.1 

2734399 273583 
omonadales; Shew 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref |NR_024788.1 


acea 
ref 


e; Agarivora 
NR_024770.1 


Ent 
ref 


erobacteriac 
NR_024769.1 


teriaceae; Edwar 


Pseudomonas libanensis 

monas libanensis 
Pseudomonas. 
Mannheimia 

9 Mannheimia 

urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 

Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Planomicrobium 
1 Planomicrobium 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Methylorhabdus 

orhabdus multivorans 

thylorhabdus. 
Psychrobacter 

7 Psychrobacter 

xellaceae; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
anellaceae; 
Shewanella 
8 Shewanella 
ewanellaceae; 


Shewanella. 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Edwardsiella tarda 


40 Edwardsiella tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


56 Edwardsiella ictaluri Bacteria; 


dsiella. 


ref|NR_024768.1 


Edwardsiella hoshinae 


2765507 2766972 Edwardsiella hoshinae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 


324354 Bacteria_16S 
alcaliphila strai 
alcaliphila Bacte 


Pseudomonas. 


324354 Bacteria_16S 


strain ATCC 13522 
Bacteria; 


strain ATCC 12775 
Proteobacteria; 


strain ATCC 49968 
Bacteria; 


stanieri Bacteria 


Marinobacterium. 


324354 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


324354 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


324354 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


japonicum strain 
japonicum Bacteri 


strain JCM1240 
Proteobacteria; 
324354 Bacteria_ 
strain JCM1235 16 
Proteobacteria; G 
324354 Bacteria_ 
strain JCM1237 16 
Proteobacteria; G 
324354 Bacteria_ 
strain JCM1234 16 
Proteobacteria; G 
324354 Bacteria_ 
strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


16 
G 


324354 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


324354 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; G 


324354 Bacteria_16S 
in LMG 2274 16S ribosomal RNA, partial 
Gammaproteobacte 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


324354 Bacteria_16S 
ain DSM 50332 16S ribosomal RNA, parti 
Gammaproteobact 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


Proteob 
324354 Bacteria_16S 


G 


Proteob 
324354 Bacteria_16S 
carboxydohydrogen 
carboxydohydrogen 
324354 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


G 


16S 


16S 


16S 


16S 


2816132 2816208 4 77 


gi 


ria; Proteobacteria; 
2854307 2854383 4 77 gi 
16S ribosomal RNA, partial sequence 


2855878 2855954 4 77 gi 
16S ribosomal RNA, partial sequence 


2858990 2859066 4 77 gi 
16S ribosomal RNA, partial sequence 


2860489 2860565 4 77 


gi 


2866676 2866752 4 77 


gi 


, 


2892886 2892962 4 77 
bosomal RNA, partial sequence 


gi 
28 


2920403 2920479 4 77 


gi 


acteria; Proteobacteria; 


2926358 2926434 4 V7 
train E-396 16S ribosomal RNA, 


gi 


2927892 2927968 4 77 gi 
ATCC 19193 16S ribosomal RNA, partial 


2932382 2932458 4 77 gi 
ATCC 19191 16S ribosomal RNA, partial 


2935404 2935480 4 77 


gi 


2947602 2947678 4 77 gi 
S ribosomal RNA, partial sequence 29 
ammaproteobacteria; Enterobacteriales; 
2949092 2949168 4 77 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2950580 2950656 4 77 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2952081 2952157 4 TI gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2953579 2953655 4 77 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2960989 2961065 4 
al RNA, partial sequence 
ia; Alteromonadales; 


Tt gi 
Colwelliaceae; 
2967151 2967227 4 77 gi 
ammaproteobacteria; Enterobacteriales; 
2971733 2971809 4 77 gi 


eria; Proteobacteria; 


2973248 2973324 4 77 


gi 


teria; Proteobacteria; 


324354 Bacteria_16S 


strain PCl 16S ri 


2974810 2974886 4 DT 
bosomal RNA, partial sequence 


gi 


n AL15-21 16S ribosomal RNA, partial s 
Gammaproteobacter 


acteria; Gammaproteobacteria; Pseudomo 
ammaproteobacteria; Enterobacteriales; 
324354 Bacteria_16S 
acteria; Gammaproteobacteria; Pseudomo 


a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 


ammaproteobacteria; Vibrionales; Vibri 
324354 Bacteria_16S 
train FPC951 16S ribosomal RNA, partia 
Gammaproteoba 


complet 
acteria; Proteobacteria; Alphaproteoba 


a; Proteobacteria; Gammaproteobacteria 
324354 Bacteria_16S 


a; Proteobacteria; Gammaproteobacteria 
324354 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 


multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
324354 Bacteria_16S 


2948221 29496 


2949709 29511 


2951208 29526 


2952708 29541 


2960112 2961625 Colwe 
Co 


6S ribosomal RNA, partial sequence 2966273 29677 


219856913 
equence 
ia; 


219856888 


nadales; 
219856887 
28549 
E 
219856885 
28581 
nadales; 
219856884 
ar 
obacteria; 
219856880 
equence 


219856861 
92009 28935 
onaceae; 
219856843 
am 
cteria; Ps 
219856839 
e 
cteria; 
219856838 
sequence 

; Oceanosp 
219856835 
sequence 

; Oceanosp 
219856833 
ar 
bacteria; 

219856825 
46729 29481 
Enterobac 
219856824 


Enterobac 
219856823 


Enterobac 
219856822 


Enterobac 
219856821 


Enterobac 


219856816 


lwellia. 
219846946 


Enterobac 
219846942 
sequence 
ria; Pseud 


219846941 
al sequenc 
eria; Pseu 


Pseudo: 


28534 
P 


nterobac 


P 


tial seq 


Alteromon 


Vv 


sequence 


sequence 
Rh 


tial seq 


ref|NR_024734.1 
2815260 28167 
monadales; Pseu 


ref|NR_024707.1 
33 2854934 Pseud 
seudomonadaceae; 
ref |NR_024706.1 
85 2856506 Pseud 
teriaceae. 
ref |NR_024704.1 
10 2859620 Pseud 
seudomonadaceae 
ref |NR_024703.1 
uence 285967 
Rhizobiales; B 
ref |NR_024699.1 

2865789 286730 
adales; 
ref |NR_024680.1 
ibrio. 
ref |NR_024662.1 
2919511 292100 
eudomonadales; 


ref|NR_024658.1 
2925520 292697 
odobacterales; 


ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref|NR_024654.1 
2931509 293296 
irillales; Pseu 
ref |NR_024652.1 
uence 293453 
Oceanospirillale 
ref|NR_024644.1 


teriaceae; Serra 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref |NR_024640.1 


teriaceae; Enter 
ref 


llia 


NR_024635.1 
maris Bacte 


ref |NR_026538.1 
teriaceae; Dicke 
ref |NR_026534.1 

2970861 297232 
omonadales; Pseu 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


219846940 


4 
d 


O: 
O: 


fe) 
i 


r 


Alteromo 


P 


R 


d 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 
Marinobacterium 

5 Marinobacterium 

nadaceae; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Marinospirillum 

7 Marinospirillum 

ospirillum. 

Pseudospirillum 

7 Pseudospirillum 

ospirillum. 
Oceanospirillum 

1 2935988 Oceanospirillum 

s; Oceanospirillum. 

Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


29 Enterobacter asburiae Bacteria; 


obacter; Enterobacter 


Colwellia maris strain 
ria; Proteobacteria; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 

Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


ref |NR_026532.1 


Pseudomonas cichorii 


2973936 2975429 Pseudomonas cichorii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


324354 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


324354 Bacteria_16S 


strain NCIMB 1112 
Proteobacteria; A 


324354 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


324354 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


324354 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


324354 Bacteria_16S 


strain K 16S ribo 
Proteobacteria; A 


324354 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


324354 Bacteria_16S 


strain ORS 992 16 
Proteobacteria; A 


324354 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


324354 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


324354 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


324354 Bacteria_16S 


strain DSM 11603 
Proteobacteria; A 


324354 Bacteria_16S 


strain N2 16S rib 
Proteobacteria; A 


324354 Bacteria_16S 


strain Nl 16S rib 
Proteobacteria; A 


324354 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


324354 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


324354 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


324354 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


2994550 2994626 4 77 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

3005349 3005425 4 77 gi 
6 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
3026344 3026420 4 77 gi 

16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 
3058467 3058543 4 77 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


qu 


lo 


te 
se 
ia 


3063002 3063078 4 77 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


s 
er 


3071842 3071918 4 77 


gi 
lphaproteobacteria; Rhizobiales; Beijeri 
3073356 3073432 4 77 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3076310 3076386 4 77 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3085527 3085603 4 77 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


B 


bi 


al 
ri 


3086972 3087048 4 77 gi 
ain 381 16S ribosomal RNA, partial seque 
teria; Proteobacteria; Alphaproteobacter 


3095978 3096054 4 77 gi 
n H 18 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Aeromonada 
3106442 3106518 4 77 gi 
16S rib 
lphaproteobacteria; Rhizobiales; 
3107919 3107995 4 77 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; 
3109383 3109459 4 77 gi 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; 
3117009 3117085 4 77 gi 
star-1 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteria; 


Phyllob 


gi 


Rho 


Rho 


3131918 3131994 4 


n LMG 1 
ria; Pr 


77 gi 
1892 16S ribosomal RNA, partial 
oteobacteria; Alphaproteobacter 


s 
ia 


3134908 3134984 4 77 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; 
3136444 3136520 4 77 gi 
n SB164P1 16S ribosomal RNA, partial s 
ria; Proteobacteria; Deltaproteobacter 


gi 
Rho 


eq 
ia 


324354 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


324354 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


324354 Bacteria_16S 


strain Ekho Lake- 


3143983 3144059 4 
16S ribosomal 
acteria 


77 gi 
RNA, partial sequence 

; Alphaproteobacteria; Rhodobac 

3162310 3162386 4 77 gi 

in EL-219 16S ribosomal RNA, partial s 

eria; Proteobacteria; Alphaproteobacte 


te 


eq 
ri 


ia; 


219846927 


ence 


’ 


219846920 
30045 
cystacea 
219846906 
30255 


rales; 


219846883 


quence 


, 


219846880 
equence 
Rhodobac 


ia; 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 
nckiacea 
219846873 
3072467 30738 
alneatri 
219846871 
3075492 30769 


aceae; 


219846865 
sequenc 
Rhodo 


a; 


219846864 


nce 
ia; 


219846858 
ce 30950 
Suc 
219846851 
osomal RNA, partial sequence 3105629 31070 
acteriac 
219846850 
3107102 31085 
dobacter 
219846849 
3108566 31099 
dobacter 
219846844 


les; 


nce 


219846834 
equence 
Rhizob 


’ 


219846832 
3134094 31355 
dobacter 
219846831 


uence 


’ 


219846826 
31431 


rales; 


219846814 


uence 
a; 


3163770 3163846 4 77 gi 
172 16S ribosomal RNA, partial sequence 


219846813 


Rhizob 


Aeromo 


Rhodobac 


Alteromonad 


Desulf 


Rhodo 


ref|NR_026519.1 
2993732 299516 
iales; Rhizobiac 


ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref|NR_026475.1 
3057592 305905 
nadales; Succini 


Cc 


ref|NR_026472.1 
3062186 306360 
terales; Rho 


ref |NR_026466.1 
locella palustri 
e; Methylocella. 
ref|NR_026465.1 


x. 
ref |NR_026463.1 
Rhizobium/Agrobac 
ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


ref|NR_026456.1 
3086162 308755 
terales; Rho 


ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionacea 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026442.1 


acea 
ref 


e; Rhodovulu: 
NR_026441.1 


acea 
ref 
3 


e; Rhodovulu 
NR_026436.1 
116131 311762 
ales; Psychr 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


Ww 


ref|NR_026424.1 


acea 
ref 


e; Paracoccu 
NR_026423.1 
135552 313703 
obacterales; Des 


Ww 


ref|NR_026418.1 
69 3144565 Sulfit 
Rhodobacteraceae; 
ref|NR_026406.1 
161511 316291 
bacterales; Rhod 


Ww 


e: 


Agrobacterium 
8 Agrobacterium 
eae; 


Methylosinus sporium 
osinus sporium Bacteria; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Succinimonas 
3 Succinimonas 
vibrionaceae; 


Sulfitobacter 
0 Sulfitobacter 


dobacteraceae; 


Methylocella palustris 
s Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Paracoccus 

1 Paracoccus 

obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Ruminobacter 

bacter amylophilus 
Ruminobacter. 
Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Rhodovulum robiginosum 


v 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Psychromonas 
9 Psychromonas 
omonadaceae; 


Mesorhizobium 
6 Mesorhizobium 


teriaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 

Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 
obacteraceae; 


ref |NR_026405.1 


Roseovarius tolerans 


3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 


324354 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


324354 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


324354 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


324354 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


324354 Bacteria_16S 


strain TagT2C 16S 
Proteobacteria; A 


324354 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


324354 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


324354 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


3177523 3177599 4 77 


gi 


219846803 


16S ribosomal RNA, partial sequence 3176631 31781 


ammaproteobacteria; Pseudomonadales; P 
3198941 3199017 4 77 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


3227555 3227631 4 

osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3238283 3238359 4 77 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


V1 gi 


3239779 3239855 4 77 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3271332 3271408 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3272870 3272946 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3307968 3308044 4 77 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


gi 


324354 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


324354 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


324354 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


324354 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


324354 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


324354 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


324354 Bacteria_16S 


strain LMG 7837 1 
Proteobacteria; A 
Sinorhizobium. 


324354 Bacteria_16S 


CIP 7430 
G 


strain 
Proteobacteria; 


324354 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


324354 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


324354 Bacteria_16S 


strain USDA 1844 
Proteobacteria; A 


324354 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


324354 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


3309430 3309506 4 77 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
3320023 3320099 4 77 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


3353465 3353541 4 77 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3373349 3373421 6 75 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3385622 3385698 4 77 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


gi 


3387095 3387171 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3603814 3603890 4 77 gi 


seudomonad 
219846789 
ial sequen 
cteria; Rh 


219846769 


3226672 32281 


onaceae; V 
219846762 
equence 

a; Desulfo 


219846761 


3238968 32403 


obacterace 
219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846716 
ence 33071 
les; Xanth 
219846715 


3308619 33100 


obacterace 
219846706 
equence 
cteria; Oc 


219846682 


3352589 33540 


Halomonad 
219846668 
quence 

ales; Halo 
219846659 
1 sequence 
ia; Oceano 
219846658 
33862 
Halomonad 
219846504 


6S ribosomal RNA, partial sequence 3602996 36044 


lphaproteobacteria; Rhizobiales; Rhizo 


3612831 3612907 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
3629274 3629350 4 77 gi 

16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
3633844 3633920 4 77 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m. 


3646064 3646140 4 77 


gi 


biaceae; S 
219846497 
36119 
omonadacea 
219846486 
36283 
nadales; P 
219846483 
al sequenc 
obacteria; 


219846474 


16S ribosomal RNA, partial sequence 3645244 36466 


lphaproteobacteria; Rhizobiales; Rhizo 
3649103 3649179 4 77 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650642 3650718 4 77 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 


324354 Bacteria_16S 


strain LK6 16S ri 


3652183 3652259 4 TM gi 
bosomal RNA, complete sequence 


biaceae; R 
219846472 
nce 36482 
occales; M 
219846471 


3649747 36512 


ethylococc 


ref|NR_026395.1 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


aceae; Pseudomon 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref|NR_026361.1 


as. 

Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


ibrio. 
ref|NR_026354.1 

3237371 323891 
bacterales; Desu 


ref|NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacter 
ref|NR_026298.1 

3319157 332063 


eanospirillales; 


ref |NR_026274.1 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Xanthobacter 
bacter autotrophicus 
nthobacter. 

Xanthobacter flavus 


flavus Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


aceae; Halomona 
ref |NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref|NR_026251.1 

3384746 338616 
spirillales; Hal 


ref |NR_026250.1 
19 3387691 Halomo 
aceae; Halomona 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_026066.1 


Ss. 


Ss. 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 

Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Pseudomonas aeruginosa 

monas aeruginosa 
Pseudomonas. 
Anaerobiospirillum 

8 Anaerobiospirillum 

Succinivibrionaceae; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


hizobium/Agrobac 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 


219846470 


ref|NR_026062.1 


terium group; Rhizobium. 
Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylocaldum gracile 
gracile Bacteria; 
ldum. 
Methylocaldum tepidum 


3651286 3652776 Methylocaldum tepidum Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


324354 Bacteria_16S 3655238 3655314 4 77 gi|219846468|ref|NR_026060.1 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 365582 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Amaricoccus. 

324354 Bacteria_16S 3656715 3656791 4 77 gi| 219846467 |ref|NR_026059.1 
strain H152 16S ribosomal RNA, partial sequence 3655877 36573 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
324354 Bacteria_16S 3658302 3658378 4 77 gi|219846466|ref|NR_026058.1 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 365891 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
324354 Bacteria_16S 3659859 3659935 4 77 gi|219846465|ref|NR_026057.1 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 366046 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
324354 Bacteria_16S 3661406 3661482 4 77 gi|219846464|ref|NR_026056.1 


strain IC079 16S 
Proteobacteria; 


Bacteria; 


324354 Bacteria_ 
strain HK 204 16S 
G 
324354 Bacteria_ 
strain EN 101 16S 
G 
324354 Bacteria_ 
wasabiae strain S 
Proteob 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


324354 Bacteria_ 
betavasculorum st 
betavasculorum Ba 


Pectobacterium. 


324354 Bacteria_ 
arcticus strain 2 
Proteob 


Bacteria; 


324354 Bacteria_ 
strain CNS 2-75 1 


Bacteria; 


324354 Bacteria_ 
strain P-172-71 1 
G 
324354 Bacteria_16S 
porcinus strain N 
Proteob 
324354 Bacteria_16S 
strain A089 16S r 
G 
324354 Bacteria_16S 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


strain S51-W 16S 
Proteobacteria; 


Proteobacteria; 


Aeromonas. 


324354 Bacteria_16S 


strain NCTC 3438 
Bacteria; 


G 
324354 Bacteria_ 
psychrotropica st 
psychrotropica Ba 
324354 Bacteria_ 
strain ATCC 15712 
Proteob 


Proteob 


G 
324354 Bacteria_16S 
strain UPM-Ca7 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
324354 Bacteria_16S 
strain B62 16S ri 
G 


Proteob 
324354 Bacteria_16S 
halodenitrificans strain DSM 735 16S ribosomal RNA, 


ribosomal RNA, partial sequence 36 


16S 3662919 3662995 4 he 


gi 


cteria; Proteobacteria; 
16S 3667533 3667609 4 77 gi 
16S ribosomal RNA, partial sequence 


16S 3669038 3669114 4 77 gi 


ribosomal RNA, partial sequence 36 
ammaproteobacteria; Enterobacteriales; 
16S 3670545 3670621 4 77 gi 
ribosomal RNA, partial sequence 36 
ammaproteobacteria; Enterobacteriales; 
16S 3672052 3672128 4 i gi 


16S 3673561 3673637 4 77 


gi 


cteria; Proteobacteria; 


16S 3682686 3682762 4 77 


gi 


16S 3684139 3684215 4 77 


gi 


16S 3693290 3693366 4 TE: 


gi 


16S 3694814 3694890 4 77 


gi 


3696251 3696327 4 77 


gi 


3749743 3749819 4 77 
ibosomal RNA, partial sequence 


gi 


3796480 3796556 4 77 
ribosomal RNA, partial sequence 


gi 


3800971 3801047 4 77 
S ribosomal RNA, partial sequence 


gi 


3810069 3810145 4 77 
bosomal RNA, complete sequence 


gi 


3813225 3813301 4 77 


gi 


Bacteria; Proteobacteria; 


3825502 3825578 4 
16S ribosomal RNA, 


a gi 
complete sequence 


3892533 3892609 4 77 


gi 


rain ACAM 179 16S ribosomal RNA, parti 
Gammaproteobac 


acteria; Gammaproteobacteria; Enteroba 


R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 


rain ATCC 43762 16S ribosomal RNA, par 
Gammaproteobac 


38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
324354 Bacteria_ 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Methyloc 


6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pa 


M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 


3748871 37503 
ammaproteobacteria; Vibrionales; Vibri 


3795600 37970 
ammaproteobacteria; Alteromonadales; C 


3800153 38015 


3809177 38107 
ammaproteobacteria; Pseudomonadales; P 
324354 Bacteria_16S 
allosaccharophila 
allosaccharophila 


strain CECT 4199 16S ribosomal RNA, p 
Gammaproteo 


acteria; Gammaproteobacteria; Pasteure 


60516 36619 


ammaproteobacteria; Alteromonadales; Alteromonad 


219846463 
al sequenc 
teria; Alt 
219846459 
36666 
cteriales; 
219846458 
68184 36696 
Enterobac 
219846457 
69690 36711 
Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


219846449 
36818 
terales; R 
219846448 


llaceae; O 
219846442 
36924 
occales; M 
219846441 


steurellac 
219846439 
ce 36953 
llales; Pa 
219846401 


onaceae; V 
219846366 


olwelliace 
219846362 


obacteriac 
219846356 


seudomonad 
219846354 
artial seq 
bacteria; 


219846346 
38245 
llales; Pa 


Aero 


aceae; Glaciecol 
ref |NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026049.1 


teri 
ref 


aceae; Erwin 
NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 


ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026032.1 


eae. 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref|NR_025992.1 


ibri 
ref 


oO. 
NR_025957.1 


ae; Colwellia. 
ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025947.1 


acea 
ref 
uenc 


e; Pseudomon 
NR_025945.1 
e 381232 
monadales; A 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; 


219846300 


complete sequence 


Shewanellaceae; 


Shewanellaceae; 


Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Shewanella 

0 Shewanella 

Shewanella. 
Shewanella 

5 Shewanella 

Shewanella. 

Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 
Brenneria salicis 

ria salicis ATCC 15712 

eae; Brenneria. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 

acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 

Enterobacteriaceae; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Aeromonas 

7 3813828 Aeromonas 
eromonadaceae; 


Avibacterium volantium 
terium volantium 


Avibacterium. 


ref|NR_025890.1 
389163 


Halomonas 
6 3893166 Halomonas 


halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


324354 Bacteria_16S 


strain F9251 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
324354 Bacteria_ 


3894049 3894125 4 77 
ribosomal RNA, partial sequence 
16S 


3898711 3898787 4 77 


strain B9 16S ribosomal RNA, partial sequence 


Pseudomonas. 


324354 Bacteria_ 


16S 3906282 3906358 4 77 


Proteobacteria; 
16S 


3913785 3913861 4 77 


strain Gl 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain DM-82 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
324354 Bacteria_ 
extorquens strain 
extorquens Bacter 
Methylobacterium. 
324354 Bacteria_ 
strain BN 126 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
324354 Bacteria_ 


strain DSS12 16S 
Proteobacteria; 


Bacteria; 


strain MB-G2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
324354 Bacteria_ 
strain NZP 2213 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
324354 Bacteria_ 
strain NCIMB 1176 
Proteob 
324354 Bacteria_ 
salexigens strain 
Proteob 
324354 Bacteria_ 


Bacteria; 


Bacteria; 


strain IAM 13153 


G 
324354 Bacteria_ 


G 
324354 Bacteria_ 
sulfidophilum str 
Proteob 
324354 Bacteria_ 


16S 3938010 3938086 4 77 
ribosomal RNA, partial sequence 


16S 3939447 3939523 4 
TK 0001 16S ribosomal RNA, 


77 


16S 3940902 3940978 4 77 
ribosomal RNA, partial sequence 


16S 3951185 3951261 4 77 
ribosomal RNA, partial sequence 
16S 


3954219 3954295 4 77 


16S 3955658 3955734 4 77 
ribosomal RNA, partial sequence 
16S 


3967679 3967755 4 si 


16S 3969182 3969258 4 77 


16S 3970632 3970708 4 77 


16S 3976428 3976504 4 
16S ribosomal RNA, 


77 


16S 3980579 3980655 4 77 


16S 3983611 3983687 4 77 


strain CL-SP19 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Sphingopyxis. 


324354 Bacteria_ 
lipolyticum strai 
Proteob 
324354 Bacteria_16S 
chungwhensis stra 
chungwhensis Bacteria; 


Bacteria; 


Salinimonas. 


324354 Bacteria_16S 


G 
324354 Bacteria_ 
flavimaris strain 
flavimaris Bacter 


16S 4001373 4001449 4 77 


16S 4002924 4003000 4 77 


4005937 4006013 4 V7 
Proteobacteria; 


4008954 4009030 4 77 


strain 848 16S ribosomal RNA, partial sequence 


Proteobacteria; 


G 


4010488 4010564 4 77 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; 


G 


4017969 4018045 4 st 


strain SW-154 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Kangiella. 


324354 Bacteria_16S 


4022597 4022673 4 77 


complete sequence 
Gammaproteobacteria; 


ammaproteobacteria; Enterobacteriales; 


complete sequence 
ia; Proteobacteria; Alphaproteobacteria; 


ammaproteobacteria; Alteromonadales; 


ain W4 16S ribosomal RNA, partial sequence 39533 
acteria; Alphaproteobacteria; Rhodobacterales; 


complete sequence 3966839 39683 


2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 


WS 68 16S ribosomal RNA, partial sequence 39698 
acteria; Alphaproteobacteria; Rhodobacterales; 


complete sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 
324354 Bacteria_ 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


324354 Bacteria_ 


SW-151 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 


n M37 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibrionales; 


in BH030046 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi| 219846299 
3893217 38946 


gi| 219846296 
3897893 38992 


gi|219846291 


gi|219846285 
3912908 39143 
Enterobac 
gi|219846267 
3937190 39385 


gi| 219846266 


Rhizobi 


gi|219846265 
3940082 39414 


gi|219846258 
3950287 39517 
Shewanellac 
gi|219846256 


R 
gi|219846255 
3954838 39562 


gi| 219846247 


219846246 
39683 


gi 


gi|219846245 
R 
219846241 

39756 
M 
219846238 


gi 


gi 


gi| 219846236 
3982735 39841 
gi| 219846224 


219846223 
40020 


gi 


gi| 219846221 


gi| 219846217 
4008054 40095 


gi|219846216 


Pseudomonadales; 


Sphingomonadales; 


Vibrionaceae; 


Alteromonadales; 


ref|NR_025889.1 
Bartonella. 
ref|NR_025886.1 


Ahrensia. 


ref |NR_025881.1 


ref|NR_025875.1 


teriaceae; 
ref|NR_025857.1 


aceae; 
ref|NR_025856.1 

3938625 394003 
ales; 


ref|NR_025855.1 


ref |NR_025848.1 


Shewanella. 
NR_025846.1 


eae; 
ref 


hodobacteraceae 
ref|NR_025845.1 


aceae; 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025836.1 
66 3969766 Phaeos 


ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref|NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025828.1 


ref |NR_025826.1 
Idiomarina. 
ref|NR_025814.1 

4000552 400199 
Sphin 


ref|NR_025813.1 
46 4003543 Photob 
Photoba 
ref |NR_025811.1 

4005071 400647 
Alte 
ref|NR_025807.1 
Aeromonas. 
ref|NR_025806.1 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
324354 Bacteria_ 
oryzihabitans strain L-1 16S ribosomal RNA, 
oryzihabitans Bacteria; 


Pseudomonas 


3905392 3906918 Pseudomonas 
Pseudomonadaceae; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 
Xenorhabdus. 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 
Paracoccus. 


Methylobacterium 
1 Methylobacterium 


Methylobacteriaceae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 
Afifella. 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Rhodovulum 


99 3954787 Rhodovulum sulfidophilum 
7 


Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 
Rhodovulum. 


Mesorhizobium loti 
loti Bacteria; 

um. 

Phaeospirillum fulvum 
pirillum fulvum 


Rhodospirillaceae; Phaeospirillum. 


Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Mycoplana bullata 
ana bullata Bacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Photobacterium 
acterium lipolyticum 
cterium. 

Salinimonas 

7 Salinimonas 
romonadaceae; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; 
324354 Bacteria_16S 


Idiomarina ramblicola 


4009610 4011068 Idiomarina ramblicola Bacteria; 


ammaproteobacteria; Alteromonadales; Idiomarinaceae; 
324354 Bacteria_16S 


gi|219846211 


Idiomarina. 


ref |NR_025801.1 


Kangiella aquimarina 


4017086 4018581 Kangiella aquimarina Bacteria; 


gi| 219846208 


alimentarius strain JG-100 16S ribosomal RNA, partial sequence 


ref|NR_025798.1 
4021723 402321 


Psychrobacter 
6 Psychrobacter 


alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 
324354 Bacteria_16S 
strain SW-120 16S 


324354 Bacteria_16S 
strain SW-117 16S 


324354 Bacteria_16S 
strain TF-22T 16S 


324354 Bacteria_16S 


324354 Bacteria_16S 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
324354 Bacteria_16S 


4028636 4028712 4 
ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
4030186 4030262 4 
ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
4045361 4045437 4 
ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
4046891 4046967 4 

HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
4052822 4052898 4 
3562 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


4055814 4055890 4 


77 


77 


77 


77 


77 


77 


strain SS20 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
4057300 4057376 4 
TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
4104116 4104192 4 

HT 2-1 16S ribosomal RNA, partial sequence 


324354 Bacteria_16S 
maritimus strain 
Bacteria; 
324354 Bacteria_16S 


Gammaproteobacteria; Vib 
324354 Bacteria_16S 
strain A828 16S ribosoma 
Proteobacteria; Alphapro 
324354 Bacteria_16S 
psittacicida strain Gerl 
psittacicida Bacteria; P 
Volucribacter. 
324354 Bacteria_16S 
halophilus strain JC2043 
halophilus Bacteria; Pro 
Aestuariibacter. 
324354 Bacteria_16S 
salexigens strain JC2042 
salexigens Bacteria; Pro 
Aestuariibacter. 
324354 Bacteria_16S 
haeundaensis strain BC74 
haeundaensis Bacteria; P 
Paracoccus. 
324354 Bacteria_16S 
aliphaticivorans strain 
aliphaticivorans Bacteri 
Desulfatibacillum. 
324354 Bacteria_16S 
delicatus strain KMM 358 
delicatus Bacteria; Prot 
Sulfitobacter. 
324354 Bacteria_16S 
strain KMM 3554 16S ribo 
Proteobacteria; Alphapro 
324354 Bacteria_16S 
strain KMM 3823 16S ribo 
Proteobacteria; Gammapro 
324354 Bacteria_16S 
strain G3-29 16S ribosom 
Proteobacteria; Gammapro 


4128478 4128554 4 


4129967 4130043 4 


4134539 4134615 4 


4165547 4165615 4 


CV2803 16S ribosomal RNA, partial 


4166991 4167067 4 


4168473 4168549 4 


77 


77 


dg 
1 RNA, partial sequence 
teobacteria; 
77 
roteobacteria; 


77 


77 


Te 
171 16S 
69 
a; 


Proteobacteria; 


77 


vB 


teobacteria; 
77 


77 


al RNA, partial sequence 


324354 Bacteria_16S 
ganghwensis Bacteria; Pr 
324354 Bacteria_16S 
translucida Bacteria; Pr 
Pseudoalteromonas. 
324354 Bacteria_16S 


4215643 4215719 4 


77 


oteobacteria; 
77 


oteobacteria; 


77 


4045996 4047515 Vibri 


4103238 4104753 Vibri 
rionales; Vibrionaceae; Vibrio. 
4108674 4108750 4 


Rhizobiales; 
4123951 4124027 4 
- 236/81 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


Bartonellaceae; 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


ribosomal RNA, partial 
roteobacteria; Alphaproteobacteria; 


Deltaproteobacteria; D 


4 16S ribosomal RNA, partial sequence 
eobacteria; Alphaproteobacteria; 


somal RNA, partial sequence 4167649 41690 
Rhodobacterales; Rhodobacter 
4179260 4179336 4 
somal RNA, partial sequence 4178357 41798 
teobacteria; Alteromonadales; Shewanellac 
4186879 4186955 4 


teobacteria; Vibrionales; Vibrionaceae; V 
4196011 4196087 4 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
4214089 4214165 4 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846204 
4027757 40292 


gi| 219846203 
4029306 40308 


gi|219846190 
4044490 40459 


gi|219846189 


gi 


gi|219846183 
4054980 40563 


219846182 
40564 


gi 


gi|219846150 


gi|219846146 
4107869 41092 
gi| 219846134 
Paste 
gi| 219846131 


gi|219846130 


219846124 
sequence 
Rhodo 


gi 


219846104 
sequenc 


gi 


gi|219846102 


Rhodobac 


gi|219846101 


gi|219846094 


gi| 219846085 
4186000 41874 
gi|219846078 
Oceano 


gi|219846065 


Alteromonadales; 


Alteromonadales; 


Alteromonadales; 


ref|NR_025794.1 
Shewanella. 
ref|NR_025793.1 
Shewanella. 


ref|NR_025780.1 


ref|NR_025779.1 


ref|NR_025775.1 


ref|NR_025773.1 


ref|NR_025772.1 


ref|NR_025740.1 


ref|NR_025736.1 
Bartonella. 
ref|NR_025724.1 
nce 
urellales; 


ref|NR_025721.1 


ref|NR_025720.1 


ref|NR_025714.1 
bacterales; 
ref 


NR_025694.1 


ref |NR_025692.1 


terales; 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; 
ref |NR_025684.1 


Shewanella. 
NR_025675.1 


eae; 
ref 


ibrio. 
ref|NR_025668.1 
195136 419657 
spirillales; 
ref|NR_025655.1 

4213214 421471 


rs 


gi| 219846064 


paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 


ref |NR_025654.1 
4214764 421626 


oO ezurae Bacteria; 


o gallicus Bacteria; 


Hahellaceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
Alteromonas. 


Vibrio ezurae strain 
Proteobacteria; 


Pseudoalteromonas 


28 4053458 Pseudoalteromonas aliena 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 
Halomonas. 


Microbulbifer 


29 4057918 Microbulbifer maritimus 
Alteromonadaceae; 


Microbulbifer. 
Vibrio gallicus strain 
Proteobacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Volucribacter 


4123103 4124536 Volucribacter 
Pasteurellaceae; 


Aestuariibacter 


4127615 4129048 Aestuariibacter 
Alteromonadaceae; 


Aestuariibacter 


4129099 4130537 Aestuariibacter 
Alteromonadaceae; 


Paracoccus 


4133716 4135123 Paracoccus 
Rhodobacteraceae; 


Desulfatibacillum 


e 4164674 4166119 Desulfatibacillum 
esulfobacterales; 


Desulfobacteraceae; 


Sulfitobacter 


4166170 4167598 Sulfitobacter 
Rhodobacteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 


Sulfitobacter. 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Zooshikella 

6 Zooshikella 
Zooshikella. 
Pseudoalteromonas 

3 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


324354 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


324354 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; 


hispanicum strain 
Bacteria; Proteob 


324354 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


324354 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


324354 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


324354 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


324354 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


324354 Bacteria_16S 


PB90-1 16S riboso: 
Opitutae; Opituta 


324354 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


324354 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


324354 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


324354 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


324354 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


324354 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


324354 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


324354 Bacteria_16S 


entericus strain 
entericus Bacteri 


324354 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


324354 Bacteria_16S 
LMG 19488 16S ribosomal RNA, 
Firmicutes; 

1840974 1841053 1 
ain DSM 10667 16S ribosomal RNA, partial 
Lactobacillales; 


necropolis strain 
necropolis Bacter 


324354 Bacteria_16S 


paraplantarum str 


paraplantarum Bacteria; 
324354 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


G 
324354 Bacteria_16S 


96157 


ria; 


bacillales; 


tes; 


ridia; 


ridia; 


ria; 


tes; 


cteria; 


a; 


ria; 


ia; 


324354 Bacteria_16S 


4232293 4232369 4 
ns strain MB2 16S ribosomal RNA, partial 
ns Bacteria; Proteobacteria; Alphaproteobacteria; 


4235324 4235400 4 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
4239840 4239916 4 
GP34 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
4241299 4241375 4 
GR16 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
324354 Bacteria_16S 


Proteobacteria; 


344805 344884 1 
ribosomal RNA, partial sequence 


362605 362684 1 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 
606818 606897 1 
-5321 16S ribosomal RNA, partial sequence 
Bacillales; 
666152 666231 1 
ribosomal RNA, partial sequence 
Clostridiales; 
696479 696558 1 
mal RNA, partial sequence 
les; Opitutaceae; Opitutus. 
718940 719019 1 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibacillus. 
829703 829782 1 
16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 
858425 858504 1 
Lupl 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
1055945 1056024 1 
n 015-7 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillaceae; 
1155494 1155573 1 
16S ribosomal RNA, partial sequence 1154576 11561 
Bacillales; Oceanobacillus. 
1681050 1681129 1 
rain TR 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
1720858 1720925 6 
16S ribosomal RNA, partial sequence 1719990 17214 
obacteriales; 
1764974 1765053 1 
CECT 5353 16S ribosomal RNA, partial sequence 
Firmicutes; 
1790469 1790548 1 
n LMG 20964 16S ribosomal RNA, partial 
Firmicutes; 
1804240 1804319 1 


Firmicutes; 
2038690 2038769 1 
16S ribosomal RNA, partial sequence 2037802 20393 
lales; Bacillaceae; Virgibacillus. 
2163527 2163606 1 


77 


77 


77 


77 


96236 1 77 


YB 


Lactobacillaceae; 
77 


77 


Bacillaceae; 
77 


77 


77 


77 


77 


77 


Bacillales; 
77 


Bacillaceae; 
77 


70 


Fusobacteriaceae; 
77 


Lactobacillales; 
77 


Bacillales; 


77 


77 


77 


gi 


gi 


4234473 42358 


gi 


gi 


gi 


gi 


343905 34542 
Lactobacillus. 


gi 


361716 36321 
Desulfovibrionaceae; 


gi 


Syntrophomonadaceae; 


gi 


gi 


gi 


gi 


gi 


Deinococci; 


gi 


219846047 


219846045 


219846042 


219846041 


265678999 


n Aspo2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


265678828 


265678813 


265678647 


265678493 


265678473 


265678340 


253680753 


219878421 


219878394 


Cetobacterium. 


gi 


Streptococcaceae; 


gi 


Bacillaceae; 


gi 


gi 


gi 


219878361 


219878342 


sequence 


219878308 


219878169 


219857626 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 


sequence 4231451 42328 


Enterobacteriaceae; 


42390 


42404 
les; Methylobacteriaceae; 


Desulfovibrionales; 


60592 
Oceanobacillus. 


ence 71801 


82878 
Selenomonas. 


85752 
ibrionales; 


Paraliobacillus. 


Thermales; 


Virgibacillus. 


sequence 1840072 18415 
Lactobacillaceae; 


ref|NR_025637.1| Leisingera 
81 Leisingera 


Rhodobacterales; Rhodobacteraceae; 


ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 
Klebsiella. 
ref|NR_025632.1| Methylobacterium 
11 4240418 Methylobacterium hispanicum 
Methylobacterium. 
ref|NR_025631.1| Methylobacterium 
69 4241874 Methylobacterium aquaticum 
Methylobacterium. 
ref |NR_029307.1| Desulfovibrio 

95265 96764 Desulfovibrio 
Desulfovibrionaceae; 


Lactobacillus pentosus 
pentosus Bacteria; 


ref |NR_029133.1 
3 Lactobacillus 


ref|NR_029118.1| Desulfovibrio putealis 
3 Desulfovibrio putealis Bacteria; 
Desulfovibrio. 

ref |NR_028952.1| Oceanobacillus 

0 607435 Oceanobacillus picturae 


gi|265678605|ref|NR_028910.1| Pelospora glutarica 
665236 666735 Pelospora glutarica Bacteria; 
Pelospora. 
gi|265678585|ref|NR_028890.1| Opitutus terrae strain 
695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
gi| 265678569 |ref|NR_028873.1| Virgibacillus 


9 719581 Virgibacillus marismortui 


ref|NR_028796.1| Selenomonas noxia 
3 830273 Selenomonas noxia Bacteria; 


ref|NR_028776.1| Desulfovibrio 

6 859025 Desulfovibrio mexicanus 

Desulfovibrionaceae; Desulfovibrio. 

ref|NR_028642.1| Paraliobacillus 
1055053 1056552 Paraliobacillus 


ref|NR_028001.1| Oceanobacillus 
00 Oceanobacillus iheyensis HTE831 


NR_025560.1 
1680196 168167 
Thermaceae; 
ref |NR_025533.1 
59 Cetobacterium 


Vulcanithermus 

6 Vulcanithermus 
Vulcanithermus. 
Cetobacterium somerae 
somerae Bacteria; 


ref|NR_025500.1] Streptococcus 
1764167 1765501 Streptococcus 
Streptococcus. 

ref|NR_025481.1| Virgibacillus 


1789570 1791087 Virgibacillus 


Bacillales; Bacillaceae; Virgibacillus. 
a9 gi|219878333|ref|NR_025472.1| Virgibacillus 
complete sequence 1803341 1804862 Virgibacillus 


ref|NR_025447.1| Lactobacillus 
73 Lactobacillus 


Lactobacillus. 


ref |NR_025308.1| Virgibacillus proomii 
07 Virgibacillus proomii Bacteria; 
ref|NR_025215.1| Desulfovibrio 


2162629 2164163 Desulfovibrio 


hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


324354 Bacteria_16S 2183346 2183425 1 ay gi|219857611|ref|NR_025200.1| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

324354 Bacteria_16S 2236383 2236462 1 77 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

324354 Bacteria_16S 2415697 2415776 1 77 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

324354 Bacteria_16S 2574317 2574396 1 77 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

324354 Bacteria_16S 2606620 2606699 1 77 gi|219857264|ref|NR_024895.1| Desulfovibrio 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 2605722 2607261 Desulfovibrio burkinensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
324354 Bacteria_16S 2614368 2614447 1 77 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 
strain CVL 16S ribosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

324354 Bacteria_16S 2628230 2628309 1 77 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

324354 Bacteria_16S 2679599 2679678 1 77 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

324354 Bacteria_16S 3050762 3050841 1 77 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

324354 Bacteria_16S 3242761 3242840 1 77 gi|219846759|ref|NR_026351.1| Desulfovibrio 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

324354 Bacteria_16S 3745299 3745378 1 77 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 
strain 104 16S ribosomal RNA, partial sequence 3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
324354 Bacteria_16S 3748223 3748302 1 77 gi|219846402|ref|NR_025993.1| Nonomuraea africana 
strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 3748820 Nonomuraea africana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
324354 Bacteria_16S 4043854 4043933 1 77 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

324354 Bacteria_16S 4064930 4065009 1 77 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

324354 Bacteria_16S 4066454 4066533 1 77 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

324354 Bacteria_16S 4209491 4209570 1 77 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

324354 Bacteria_16S 23557 23631 6 77 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 61511 61585 6 Yi gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

324354 Bacteria_16S 75118 75192 6 77 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

324354 Bacteria_16S 76495 76569 6 77 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

324354 Bacteria_16S 83967 84041 6 YB gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 


Clostridia; Clost 


ridiales; Ruminococcaceae; Anaerofilum. 


324354 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


324354 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


324354 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


324354 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


324354 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


324354 Bacteria_16S 


aminovalericum st 
aminovalericum Ba 


324354 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


324354 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


324354 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


324354 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


324354 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


324354 Bacteria_16S 


strain E7107 16S 
Proteobacteria; A 


324354 Bacteria_16S 


strain 5424 16S r 
Proteobacteria; A 


324354 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


324354 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


324354 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


324354 Bacteria_16S 


strain 173-96 16S 
Proteobacteria; A 


324354 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


324354 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


324354 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


324354 Bacteria_16S 


strain MDA5527 16 
Proteobacteria; A 


324354 Bacteria_16S 


strain 3-p 16S ri 
Proteobacteria; A 


324354 Bacteria_16S 


94580 94654 6 77 
bosomal RNA, complete sequence 
bacillales; Lactobacillaceae; Lactobac 
106880 106954 6 77 gi 
Z-7288 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
152507 152580 6 77 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
164801 164875 6 77 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
176961 177037 4 77 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
189220 189294 6 77 gi 
rain DSM 1283 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
202966 203040 6 77 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


gi 
i 


u 
i 


c 
i 


e 
1 


a 
i 


e 
n 
386797 386871 6 77 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
411438 411512 6 77 gi 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
413038 413112 6 77 gi 
Kx156A7 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactob 
431508 431582 6 77 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


n 


u 
b 


q 
a 


s 
r 


446967 447041 6 77 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
448499 448573 6 77 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
454730 454804 6 77 gi 
S ribosomal RNA, 
lales; Macrococcus. 

476031 476105 6 77 gi 
GCL 1731 16S ribosomal RNA, partial s 
ia; Firmicutes; Lactobacillales; Lacto 
514282 514356 6 77 gi 
bosomal RNA, partial sequence 

bacillales; Lactobacillaceae; 

560129 560203 6 77 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

561666 561740 6 77 gi 
ain 170-96 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


gi 


A 


A 


b 


Lactobaci 


gi 


s 
e 


638855 638929 6 77 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
667630 667704 6 77 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
741889 741963 6 77 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
743384 743458 6 77 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
754579 754653 6 77 gi 


n 


r 


265679000 
93645 


265678991 


265678961 


265678953 


265678945 


265678937 


265678928 


265678797 


265678780 


265678779 


265678767 


265678757 
446125 44760 


265678756 
447654 44913 


265678751 
complete sequence 453819 45536 


265678734 
equence 


265678709 
513446 51481 


265678679 
559287 56077 
Acetobacte 
265678678 


265678625 
ence 63798 


265678604 
nce 


265678553 
741046 74252 
Acetobacte 
265678551 
742578 74395 
Rhodospiri 
265678543 


ref |NR_029308.1 
95214 Lactobacillus 
llus. 
ref |NR_029299.1 

106000 107471 
obacteroidaceae; 
ref |NR_029269.1 
7 #153137 Clostr 
Clostridium. 
ref|NR_029261.1 

163866 165437 
llaceae; Lactoba 
ref |NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref |NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref |NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


ence 
ales; Hal 
e 15161 
diaceae; 


sequence 
Lactobaci 


17604 
es; Vibri 
1 sequenc 
diales; C 


nce 20208 
aerobacte 


ref |NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref|NR_029085.1 

410506 412073 
e; Lactobacillu 
ref |NR_029084.1 

412124 413673 
; Lactobacillus. 
ref |NR_029072.1 

430661 432145 
spirillales; Ace 


38592 
adales; S 


ence 
acillacea 


n 


uence 
cillaceae 


equence 
ia; Rhodo 


ref|NR_029062.1 


cetobacterace 


ref 


ae; Roseomon 
NR_029061.1 
cetobacterace 
ref 


ae; Roseomon 
NR_029056.1 


ref |NR_029039.1 

475117 476512 
e; Lactobacillus 
ref|NR_029014.1 
3 Lactobacillus 


acillacea 


llus. 
ref |NR_028984.1 
raceae; Roseomon 
ref |NR_028983.1 
560822 562307 
ospirillales; Ac 


equence 
ria; Rhod 


ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref|NR_028909.1 
6 668269 Glucon 
Acetobacteracea 


ref|NR_028857.1 


adales; X 


66678 


illales; 


race 
ref 


ae; Roseomon 
NR_028855.1 


llaceae; Rhodoci 


e: 


Lactobacillus lindneri 
lindneri Bacteria; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Clostridium 
idium propionicum 


Lactobacillus 
Lactobacillus 
cillus. 
Photobacterium 
acterium leiognathi 
cterium. 
Clostridium 
Clostridium 
lostridium. 
Coprothermobacter 
hermobacter 
ulfobiaceae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Lactobacillus 

Lactobacillus 

Lactobacillus 

Lactobacillus 


Roseomonas gilardii 
Roseomonas gilardii 


tobacteraceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Lactobacillus 
Lactobacillus 
Lactobacillus rossiae 
rossiae Bacteria; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas 
Roseomonas 
etobacteraceae; 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Roseomonas mucosa 


v 


7 Roseomonas mucosa Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 


ref |NR_028847.1 


Cardiobacterium 


valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 


324354 Bacteria_16S 
nematophilus stra 
nematophilus Bacteria; 
324354 Bacteria_16S 

ingluviei strain 


Bacteria; 


Firmicutes; 


Firmicutes; 
324354 Bacteria_16S 
strain VPI D 75 B 


G 


762168 762242 6 77 


gi 
Firmicutes; Bacillales; 

808335 808409 6 77 gi 
Lactobacillales; 


828132 828206 6 77 


gi 


Clostridiales; Veillonellaceae; 
867628 867702 6 TI gi 


872139 872213 6 TD 


gi 


879444 879518 6 77 


gi 


in NEMla 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


KR3 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


-30 16S ribosomal RNA, partial sequence 
Clostridia; 
324354 Bacteria_16S 
strain CFBP 4188 
Proteobacteria; 
324354 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter. 
324354 Bacteria_16S 
marinus subsp. pa 


16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; Xanthomonadacea 


in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


storis strain PCC 9511 16S ribosomal RNA, partia 


265678538 


265678507 
80741 
Lactobac 

265678494 
82720 
Selenomon 
265678467 


265678464 
sequence 
Rhodo 


265678459 


ref 


Paen 
ref 


illu 
ref 


as. 
ref 
ref 
spir 


ref 
1 se 


761257 762788 


2 808917 Lactob 


9 828732 Seleno 


871314 872760 


NR_028842.1 


ibacillus. 
NR_028810.1 


Ss. 
NR_028797.1 


NR_028770.1 


e; Xanthomon 
NR_028767.1 


illales; Ace 
NR_028762.1 
quence 


Paenibacillus 
Paenibacillus 


Lactobacillus 
acillus ingluviei 


Selenomonas infelix 
monas infelix Bacteria; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Gluconacetobacter 
Gluconacetobacter 

tobacteraceae; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcaceae; 
324354 Bacteria_16S 
strain B1333 16S 


Firmicutes; 


Lactobacillales; 
324354 Bacteria_16S 
strain 21F-2 16S 


Prochlorococcus. 

996612 996686 6 77 
ribosomal RNA, complete sequence 
Carnobacteriaceae; 
1079863 1079937 6 77 
ribosomal RNA, partial sequence 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


324354 Bacteria_16S 
indonesiensis str 
indonesiensis Bac 


Acetobacter. 


324354 Bacteria_16S 
strain NBRC 13755 
Proteob 
324354 Bacteria_16S 
orleanensis strai 
orleanensis Bacte 


Bacteria; 


Acetobacter. 


324354 Bacteria_16S 
strain Kx146A4 16 


Firmicutes; 


1279 16S ribosomal RNA, 
Deinococcus-Thermus; 
324354 Bacteria_16S 
DSM 9946 16S ribo 
Deinococcus-Thermus; 
324354 Bacteria_16S 
lactoaceticus 6A 


Bacteria; 
Sedis; 


pv. 
pv. 
Xanthomonas. 


324354 Bacteria_16S 


Lactobacillales; 
324354 Bacteria_16S 
moniliformis DSM 
DSM 12112 Bacteria; 
324354 Bacteria_16S 


Firmicutes; 
Caldicellulosiruptor. 
324354 Bacteria_16S 
juglandis strain LMG 747 16S ribosomal RNA, partial 
juglandis Bac 


1093588 1093662 6 77 


gi 


1095033 1095107 6 77 gi 
16S ribosomal RNA, partial sequence 


1096473 1096547 6 77 


gi 


1123873 1123947 6 77 
S ribosomal RNA, partial sequence 
Lactobacillaceae; 


gi 


Deinococci; Thermales; 
1301813 1301887 6 


Thermaceae; 
Tt gi 


Clostridia; 


1312425 1312499 6 77 


gi 


teria; Proteobacteria; 


1353778 1353852 6 LD 


gi 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteri 
Gluconacetobacter. 
324354 Bacteria_16S 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 


324354 Bacteria_16S 


1406393 1406467 6 Tt 


gi 


1429321 1429395 6 77 


gi 


antibioticus strain USAM 3C 16S ribosomal RNA, partial 


antibioticus Bacteria; 


Lysobacter. 


324354 Bacteria_16S 


Proteobacteria; 


1432407 1432481 6 77 


gi 


995703 99724 
Granulicatella. 


1079018 10804 


ain 5H-1 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


acteria; Alphaproteobacteria; Rhodospirillales; 
n NBRC 13752 16S ribosomal RNA, partial sequence 


ria; Proteobacteria; Alphaproteobacteria; 


1122944 11244 
Lactobacillus. 


1157028 1157102 6 77 gi|228721492 
12112 16S ribosomal RNA, partial sequence 11561 
Fusobacteria; Fusobacteriales; Fusobacteriace 
1158505 1158579 6 77 gi|228721491 
partial sequence 1157686 1159115 Meiot 
Deinococci; Thermales; Thermaceae; Meiotherm 
1163084 1163158 6 77 gi|228720981 


somal RNA, partial sequence 1162257 1163688 Meiot 
16S ribosomal RNA, partial sequence 1300923 13024 


Thermoanaerobacterales; 


Gammaproteobacteria; 


Gammaproteobacteria; 


265678380 


265678323 


Acetobacte 
265678314 


Rhod 


265678313 
10942 


265678312 


Rhodos 


224581425 


Meiotherm 
219846639 


Thermoa 
228721465 
sequence 
Xant 
228720330 
sequence 
219857143 
Rhod 
224581439 


sequence 
Xanth 


ref 


ref 


race 


ref 


Acet 
ref 


piri 


ref 


ref 


ae; 
ref 


us. 
ref 
herm 
us. 
ref 
naer 


ref 


homo 


ref 
ospi 
ref 


omon 


224581434 


1092739 109419 
irillales; Ac 


43 1095577 Acetob 


1095628 109707 


63 Lactobacillus 


51 1157635 Strept 


hermus ruber DSM 


1311542 131304 


1352934 135441 


1405568 140698 


1428427 142992 


NR_028682.1 


NR_028625.1 


ae; Acetobac 
NR_028616.1 


NR_028615.1 


obacteraceae 
NR_028614.1 
llales; Acet 


NR_027206.1 


NR_027615.1 
Streptobacil 
NR_027614.1 
NR_027600.1 
us silvanus 
NR_026231.1 
obacterales 
NR_027606.1 
nadales; Xan 
NR_027591.1 
hodospirilla 
NR_024771.1 


rillales; Ac 


NR_027221.1 


adales; Xant 


ref 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
; Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


Lactobacillus antri 
antri Bacteria; 


Streptobacillus 
obacillus moniliformis 
lus. 

Meiothermus ruber DSM 
1279 Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 
Xanthomonas arboricola 

3 Xanthomonas arboricola 

thomonadaceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


NR_027216.1 


Leptospirillum 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


324354 Bacteria_16S 
strain LTH 5753 1 
Firmicutes; 
324354 Bacteria_16S 
lipocyclicus stra 


324354 Bacteria_16S 


antarcticus strain EL-88 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Alphaproteobacter 


antarcticus Bacte 
Roseisalinus. 
324354 Bacteria_16S 
strain R-13291 16 
Proteobacteria; 
324354 Bacteria_16S 
strain R-10289 16 
Proteobacteria; 
324354 Bacteria_16S 
strain LMG 1746 1 


324354 Bacteria_16S 
strain LMG 1625 1 


324354 Bacteria_16S 
strain LMG 18422 
Firmicutes; Bacil 
324354 Bacteria_16S 
strain CCUG 41628 
Bacteria; Fusobac 
324354 Bacteria_16S 


LMG 19981 16S ribosomal RNA, partial sequence 


Proteobacteria; 
324354 Bacteria_16S 
strain TMW 1.666 
Bacteria; Firmicutes; 
324354 Bacteria_16S 

nitritireducens s 
nitritireducens B 
Stenotrophomonas. 
324354 Bacteria_16S 
Soel 16S ribosoma 
Gammaproteobacteria; 
324354 Bacteria_16S 


strain H-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


324354 Bacteria_16S 


taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


taiwanensis Bacte 
Pseudoxanthomonas 
324354 Bacteria_16S 


ria; 


taiwanensis strain WR-30 16S ribosomal RNA, partial seque 
Deinococcus-Thermus; 


taiwanensis Bacteria; 
324354 Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
acteria; Gammaproteobacteria; Xanthomonadales; 


Bacteria; Proteob 
324354 Bacteria_16S 
acidaminiphila st 


Stenotrophomonas. 
324354 Bacteria_16S 
sulfidophilum str 
sulfidophilum Bac 
324354 Bacteria_16S 
kellyi strain BII 
Bacteria; Proteob 
324354 Bacteria_16S 
strain BD-87 16S 

Firmicutes; Bacil 
324354 Bacteria_16S 
strain CCUG 43179 
Bacteria; Firmicutes; 
324354 Bacteria_16S 


Lactobacillales; 


lales; 


16S ribosomal RNA, 


16S ribosomal RNA, 


1477891 1477965 6 


6S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillaceae; 


1581955 1582029 6 


in CCUG 44693 16S ribosomal RNA, parti 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacte 


1611134 1611211 4 


1653609 1653683 6 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; xX 


1655156 1655230 6 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; xX 


1749744 1749818 6 


6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


1751236 1751310 6 


6S ribosomal RNA, partial sequence 1750411 17518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


1752791 1752865 6 


16S ribosomal RNA, partial sequence 1751903 17534 
Bacillus. 


Bacillaceae; 
1783036 1783110 6 


16S ribosomal RNA, partial sequence 
teria; 


Fusobacteriales; 
1814980 1815054 6 


Gammaproteobacteria; Xanthomonadales; X 


1944330 1944404 6 


Lactobacillales; 
2043370 2043444 6 


train L2 16S ribosomal RNA, partial sequence 
acteria; 


Proteobacteria; 


2089388 2089462 6 


1 RNA, partial sequence 
Xanthomonadales; 


2154468 2154542 6 


2184831 2184905 6 
Proteobacteria; 


2193942 2194016 6 


2318486 2318560 6 


2320078 2320152 6 


rain AMX 19 16S ribosomal RNA, partial 
acidaminiphila Bacteria; 


Proteobacteria; 


2339578 2339652 6 


ain BR4 16S ribosomal RNA, 
teria; 


Firmicutes; 
2424940 2425014 6 


-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


2426473 2426547 6 


ribosomal RNA, partial sequence 
lales; 


Planococcaceae; 
2465697 2465771 6 


Lactobacillales; 
2509395 2509469 6 


complete sequence 
Lactobacillaceae; 


Gammaproteobacteria; Xa 

a gi| 219878130 

2088549 2089942 Nevsk 
Sinobacteraceae; Nevskia. 

77 gi| 219857632 

2153652 21550 

Acetobacte 

77 gi| 219857609 


Clostridia; 


Viridibacillus. 


complete sequence 
Lactobacillaceae; 


77 gi| 219878440 
illus. 

219878490 
al sequenc 
ria; 
219878469 
nce 

ia; 


Lactobac 


VI gi 


a4 gi 


77 gi| 219878439 


1652728 16542 
77 gi| 219878438 
1654275 16557 
a7 gi| 219878374 
Acetobacte 


77 219878373 


gi 
Acetobacte 


77 219878372 


gi 


77 219878348 
17821 
Fusobacteriaceae; Sneath 

VT gi| 219878326 


1814099 18155 


gi 


77 219878232 
19433 
Lactobac 


219878166 


gi 


77 gi 


ia; Xantho 


i 219857603 
nce 

Thermales; 
219857517 


gi 


Deinococci; 
it gi 


4 
LA gi| 219857516 
sequence 
Gammaproteobacteria; Xan 
77 gi| 219857502 

complete sequence 
Clostridiales; He 
Tt gi| 219857442 
24240 

ales; 

qt gi|219857441 


2425586 24269 
VT 219857406 
24647 
Lactobac 


gi 


Rhodovari 


Rhodobacte 


Halothiobacillaceae 


ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025629.1 
e 1581111 158256 
us. 
ref|NR_025608.1 

1610323 161174 
rales; 
ref|NR_025578.1 
Thermomon 
ref|NR_025577.1 
Thermomon 
ref|NR_025513.1 
race 
ref 


ae; Acetobac 
NR_025512.1 


race 
ref 


ae; Acetobac 
NR_025511.1 


ref|NR_025487.1 
75 1783536 Sneath 
ia. 
ref|NR_025465.1 
Fulvimona 
ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


ref 
iar 


NR_025269.1 
amosa Bacter 


ref|NR_025221.1 


raceae; Rubritep 
ref|NR_025198.1 

2183928 218546 
monadales; Xanth 


ref|NR_025191.1 

2193088 219457 
Thermaceae; Mei 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 


ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 
ref|NR_025030.1 
42 2425535 Haloth 
a 


ref |NR_025029.1 


ref |NR_024994.1 
63 2466330 Lactob 
illus. 


77 gi] 219857371 


johannae strain CFN-Cf55 16S ribosomal RNA, partial sequence 


Lactobacillus spicheri 
spicheri Bacteria; 


Rhodovarius 
8 Rhodovarius 


Roseisalinus 
3 Roseisalinus 


Rhodobacteraceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 
anthomonadaceae; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 
anthomonadaceae; 


as. 
Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Sneathia sanguinegens 
ia sanguinegens 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
anthomonadaceae; 


Ss. 
Lactobacillus frumenti 
acillus frumenti 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Meiothermus 

0 Meiothermus 
othermus. 
Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Heliobacterium 

4 Heliobacterium 
Heliobacterium. 
Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Lactobacillus mucosae 
acillus mucosae 


ref |NR_024959.1 
2508571 251001 


Gluconacetobacter 
7 Gluconacetobacter 


johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter. 
324354 Bacteria_16S 
lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


Bacteria; 


2625147 2625221 6 


Proteobacteria; 


77 


strain RP5557 16S ribosomal RNA, partial 
Gammaproteobacteria; X 


219857248 
sequenc 


gi 


324354 Bacteria_16S 2709539 2709613 6 77 gi| 219857182 
strain AA08 16S ribosomal RNA, partial sequence 2708714 27101 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
324354 Bacteria_16S 2761902 2761976 6 77 gi| 219857145 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 27624 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


324354 Bacteria_16S 


2810143 2810217 6 


S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


324354 Bacteria_16S 


strain 71 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


324354 Bacteria_16S 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 
Gammaproteobacteria; 


hibiscicola Bacteria; 
Pseudomonas. 
324354 Bacteria_16S 
strain ATCC 19374 
Bacteria; 
324354 Bacteria_16S 
strain ATCC 33616 
Bacteria; 
324354 Bacteria_16S 
japonensis strain 
Bacteria; 
324354 Bacteria_16S 
multivorum strain 


Acidiphilium. 
324354 Bacteria_16S 
pneumoniae strain 


324354 Bacteria_16S 
europaeus strain 
Bacteria; 
324354 Bacteria_16S 
tapeticola strain 


2825189 2825263 6 


2851206 2851280 6 
Proteobacteria; 


2852775 2852849 6 


2857454 2857528 6 


2923498 2923572 6 


2936886 2936960 6 


AIU 301 16S ribosomal RNA, 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


2982426 2982500 6 


3003842 3003916 6 


3008330 3008404 6 


77 


Acetobacte 


gi|219857110 


2809318 2810728 Asaia 


77 


77 


77 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


77 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


77 


12-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


77 


Asaia. 

gi| 219856907 
2824364 28257 
Acetobacte 
219856890 
sequence 
Pseudo: 


gi 


219856889 
28518 


gi 


219856886 
28565 


gi 


219856841 
29226 


gi 


gi| 219856832 


complete sequence 


77 


77 


DES11 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


77 


Rhodosp 


gi|219846935 


TW-183 16S ribosomal RNA, partial sequence 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; 


Chl 
219846921 
30029 


gi 


gi| 219846918 


ccc Baja-95 Cl.2 16S ribosomal RNA, partial sequence 


tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulin 


324354 Bacteria_16S 
strain M663-98-1 
Firmicutes; 
324354 Bacteria_16S 


Bacteria; 
324354 Bacteria_16S 


3067464 3067538 6 


77 


gi|219846877 


16S ribosomal RNA, partial sequence 3066573 30679 


ref|NR_024878.1 
e 2624254 262575 
anthomonadales; 
ref |NR_024810.1 


raceae; Asaia. 
ref|NR_024773.1 


raceae; Kozakia. 
ref |NR_024738.1 
siamensis Bacte 
ref |NR_024728.1 
raceae; Asaia. 
ref|NR_024709.1 
2850317 285183 
monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024651.1 

2936039 293748 
irillales; Aceto 


ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026510.1 
300750 
a. 


ref|NR_026469.1 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Chlamydophila 
5 Chlamydophila 


Gluconacetobacter 
acetobacter europaeus 
; Gluconacetobacter. 

Halospirulina 
4 3008891 Halospirulina 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Deinococcus-Thermus; 


Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

3118524 3118598 6 77 gi|219846843|ref|NR_026435.1| Gluconacetobacter 

intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 

3139396 3139470 6 77 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 

strain GY-1 16S ribosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 
Deinococci; Thermales; Thermaceae; Meiothermus. 
3182019 3182093 6 77 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 


324354 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; G 


324354 Bacteria_16S 


strain LMG 8678 1 
Proteobacteria; G 


324354 Bacteria_16S 


strain LMG 947 16 
Proteobacteria; G 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3183571 3183645 6 77 gi 


ammaproteobacteria; Xanthomonadales; X 
3185123 3185197 6 77 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


3181138 31826 
anthomonadaceae; 


219846799 


6S ribosomal RNA, partial sequence 3182688 31841 
anthomonadaceae; 


219846798 


3184240 31857 
anthomonadaceae; 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 

ref|NR_026391.1| Xanthomonas codiaei 
89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 

ref|NR_026390.1| Xanthomonas bromi 
41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


324354 Bacteria_16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


324354 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
324354 Bacteria_16S 


strain LMG 690 16S ribosomal RNA, partial sequence 


3186675 3186749 6 


3188227 3188301 6 


Proteobacteria; 


3189779 3189853 6 


77 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonadaceae; 


77 


77 


gi| 219846797 
3185792 31872 


gi|219846796 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Xantho: 


gi|219846795 


ref |NR_026389.1 
Xanthomon 
NR_026388.1 
187344 318884 
monadales; Xanth 


ref 


Ww 


ref |NR_026387.1 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 

Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


324354 Bacteria_16S 
strain LMG 733 16 
Proteobacteria; 
324354 Bacteria_16S 
strain LMG 847 16 
Proteobacteria; 
324354 Bacteria_16S 
strain LMG 8670 1 
Proteobacteria; 
324354 Bacteria_16S 
strain LMG 736 16 
Proteobacteria; 
324354 Bacteria_16S 
strain LMG 5743 1 
Proteobacteria; 
324354 Bacteria_16S 
strain LMG 5047 1 
Proteobacteria; 
324354 Bacteria_16S 
strain LMG 708 16 
Proteobacteria; 
324354 Bacteria_16S 
strain LMG 538 16 
Proteobacteria; 
324354 Bacteria_16S 


S ribos 


S ribos 


6S ribo 
Gammaproteobacteria; 


3191331 3191405 6 


3192883 3192957 6 


3194433 3194507 6 


3195985 3196059 6 


3289525 3289599 6 


3291050 3291124 6 


3292602 3292676 6 


3294154 3294228 6 


3295704 3295778 6 


77 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


77 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


77 


77 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


77 


77 


77 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


77 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


77 


gi|219846794 


gi|219846793 


gi|219846792 


somal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


gi|219846791 


gi|219846728 


6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi|219846727 


6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi| 219846726 


gi| 219846725 


gi|219846724 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 


albilineans Bacteria; 
Xanthomonas. 
324354 Bacteria_16S 
strain DSM 5351 1 
Firmicutes; Bacil 
324354 Bacteria_16S 
strain DSM 6035 1 
Firmicutes; 
324354 Bacteria_16S 
strain DSM 4864 1 
Firmicutes; 
324354 Bacteria_16S 


chliarophilus strain ATCC 700543 16S ribosomal RNA, parti 
chliarophilus Bacteria; 


324354 Bacteria_16S 
frateurii strain 
frateurii Bacteri 
Gluconobacter. 

324354 Bacteria_16S 
strain DSM 6836 1 
Firmicutes; 
324354 Bacteria_16S 


Proteobacteria; 


6S ribosomal RNA, 
lales; 


Lactobacillales; 


Lactobacillales; 


3303371 3303445 6 


Salinicoccus. 


3304953 3305027 6 


3306493 3306567 6 


3390060 3390134 6 


3418736 3418810 6 


3446777 3446851 6 


Clostridiales; 
3553498 3553572 6 


Deinococcus-Thermus; 


Gammaproteobacteria; 


77 


77 


Dt 


77 


De 
77 


77 


Clostrid 
77 


gi| 219846719 


complete sequence 3302462 33040 


gi|219846718 


6S ribosomal RNA, partial sequence 3304055 33055 
Lactobacillaceae; 


illus. 
219846717 


Lactobac 
gi 


6S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillaceae; 


illus. 
219846652 


Lactobac 
gi 


inococci; 
gi|219846632 


IFO 3264 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 


6S ribosomal RNA, partial sequence 3445905 34473 
Clostridia; 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 


hansenii Bacteria; 
Gluconacetobacter. 
324354 Bacteria_16S 


liquefaciens strain IFO 12388 16S ribosomal RNA, partia 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteri 


Gluconacetobacter. 
324354 Bacteria_16S 
strain NCIB 8621, 
Bacteria; 
Acetobacter subgen. 
324354 Bacteria_16S 
strain DSM 3503 1 


324354 Bacteria_16S 
strain HAR-13 16S 


324354 Bacteria_16S 


ribosomal RNA, 


3555029 3555103 6 


3570157 3570231 6 


3574707 3574781 6 


3895646 3895720 6 


3942351 3942425 6 


Proteobacteria; Alphaproteobacteria; 


77 


77 


77 


77 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


77 


strain OP 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


324354 Bacteria_16S 


organovorum strain TFC 16S ribosomal RNA, partial sequence 


3943812 3943886 6 


77 


DSM 3508 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospiri 
Acetobacter. 


Rhodospirillales; Acetob 
gi|219846612|ref|NR_026204.1 
iaceae; Clostridium. 
gi|219846541|ref|NR_026133.1 
3552654 355413 
Rhodospirillales; Acetoba 
gi|219846540|ref|NR_026132.1 
1 sequence 3554185 355566 
a; Rhodospirillales; Ace 
gi|219846529|ref|NR_026121.1 
3569313 357079 
llales; Acetobacteraceae 
gi|219846526|ref|NR_026118.1 
38 Gluconobacter 


6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi| 219846298 
3894733 38962 


gi|219846264 
3941522 39429 


gi| 219846263 


3190448 31919 
Xanthomonadaceae; 


3192000 31935 


Xanthomonadaceae; 


Xanthomonadaceae; 


3195102 31966 


3291719 32932 


3293271 32947 


Xanthomonadales; 


al sequence 
Thermale 


Acetobacteraceae; 


ref |NR_026386.1 


ref|NR_026385.1 


ref|NR_026384.1 


ref|NR_026383.1 


ref|NR_026320.1 
Xanthomon 
ref|NR_026319.1 
Xanthomon 
ref|NR_026318.1 
Xanthomon 
NR_026317.1 


ref 


Xanthomon 
NR_026316.1 
3294823 329632 
Xanth 


ref |NR_026311.1 
04 Salinicoccus 


ref|NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026244.1 

338924 
s; Thermaceae; 
ref|NR_026224.1 


3417892 341936 


Gluconob 


ref|NR_025888.1 


ref|NR_025854.1 
34 Acidiphilium 


ref |NR_025853.1 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 

2 Xanthomonas 

omonadaceae; 


Salinicoccus roseus 


roseus Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
; Acetobacter; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Acidiphilium rubrum 


rubrum Bacteria; 
Acetobacteraceae; Acidiphi 


lium. 


Acidiphilium 


3942985 3944397 Acidiphilium organovorum 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


324354 Bacteria_16S 3945271 3945345 6 77 gi|219846262|ref|NR_025852.1 
strain PW2 16S ribosomal RNA, partial sequence 3944448 39458 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
324354 Bacteria_16S 3946732 3946806 6 77 gi|219846261|ref|NR_025851.1 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 39473 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
324354 Bacteria_16S 3948197 3948271 6 77 gi|219846260|ref|NR_025850.1 
strain KLB 16S ribosomal RNA, partial sequence 3947368 39487 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphi 
324354 Bacteria_16S 3949653 3949727 6 77 gi| 219846259 |ref|NR_025849.1 
strain 101 16S ribosomal RNA, partial sequence 3948831 39502 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
324354 Bacteria_16S 4067903 4067977 6 77 gi|219846174|ref|NR_025764.1 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 40685 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
324354 Bacteria_16S 4136060 4136134 6 77 gi|219846123|ref|NR_025713.1 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 
324354 Bacteria_16S 4137626 4137700 6 77 gi|219846122|ref|NR_025712.1 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 41382 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
324354 Bacteria_16S 4139191 4139265 6 77 gi|219846121|ref|NR_025711.1 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 413982 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
324354 Bacteria_16S 4140758 4140832 6 77 gi|219846120|ref|NR_025710.1 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 414138 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatace 
324354 Bacteria_16S 4142322 4142396 6 77 gi|219846119|ref|NR_025709.1 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 41429 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
324354 Bacteria_16S 4143888 4143962 6 77 gi|219846118|ref|NR_025708.1 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 41445 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
324354 Bacteria_16S 4150150 4150224 6 77 gi|219846114|ref|NR_025704.1 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 41507 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
324354 Bacteria_16S 4151706 4151780 6 77 gi| 219846113 |ref|NR_025703.1 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 41521 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
324354 Bacteria_16S 4153134 4153208 6 77 gi|219846112|ref|NR_025702.1 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 41537 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
324354 Bacteria_16S 4154699 4154773 6 77 gi|219846111|ref|NR_025701.1 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 41553 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
324354 Bacteria_16S 4156265 4156339 6 77 gi|219846110|ref|NR_025700.1 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 41568 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
324354 Bacteria_16S 4157830 4157904 6 77 gi|219846109|ref|NR_025699.1 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 415845 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
324354 Bacteria_16S 4159396 4159470 6 77 gi|219846108|ref|NR_025698.1 
strain CCH 16S ribosomal RNA, partial sequence 4158509 41600 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
324354 Bacteria_16S 4160962 4161036 6 77 gi| 219846107 |ref|NR_025697.1 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 416159 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
324354 Bacteria_16S 4193013 4193087 6 77 gi|219846080|ref|NR_025670.1 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacter 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
324354 Bacteria_16S 41685 41761 4 77 gi|265679036|ref|NR_029344.1 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

324354 Bacteria_16S 99216 99292 4 77 gi| 265678997 |ref|NR_029305.1 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbacea 
324354 Bacteria_16S 167949 168025 4 77 gi| 265678951 |ref|NR_029259.1 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacter 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

324354 Bacteria_16S 169473 169549 4 77 gi|265678950|ref|NR_029258.1 


strain Fowl 16S r 


ibosomal RNA, partial sequence 


Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium cryptum 


17 Acidiphilium cryptum Bacteria; 


lium. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


las 
Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Bacteroides capillosus 
oides capillosus 


Vibrio pectenicida 
pectenicida Bacteria; 


Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Vibrio mimicus strain 
ia; Proteobacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio metschnikovii 


168553 169985 Vibrio metschnikovii Bacteria; 


324354 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


324354 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


324354 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


324354 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


324354 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


324354 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


324354 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


324354 Bacteria_16S 


strain DSM 176 16 
Proteobacteria; G 


324354 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


324354 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


324354 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


324354 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


324354 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


324354 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


324354 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


324354 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


324354 Bacteria_16S 


strain Milford 74 
Proteobacteria; G 


324354 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; G 


324354 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; G 


324354 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


324354 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


170949 171025 4 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
172459 172535 4 77 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
173967 174043 4 77 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
175475 175551 4 sh gi 


77 gi 
Vibri 
gi 


Vibri 
gi 


ammaproteobacteria; Vibrionales; Vibri 
903947 904024 4 77 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
1355393 1355469 4 77 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


1364272 1364341 6 72 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
2025103 2025176 7 V1 gi 
S ribosomal RNA, 
ammaproteobacteria; Chromatiales; Chro 
2356283 2356360 1 75 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 


2698935 2699008 1 71 


gi 
laceae; Bacillus. 

2918877 2918950 6 77 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


2921960 2922037 4 Tt gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
3150047 3150123 4 77 gi 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3382557 3382634 3 77 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


3384096 3384173 3 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3421764 3421839 4 77 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
3558211 3558287 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3559691 3559767 4 77 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3561206 3561282 4 77 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3562727 3562803 4 77 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteob 
3564212 3564288 4 77 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


324354 Bacteria_16S 


strain ATCC 14048 


3565692 3565768 4 77 gi 
16S ribosomal RNA, partial sequence 


170036 17150 


171556 17300 


173054 174520 Vibri 


6S ribosomal RNA, partial sequence 174571 17599 


complete sequence 2024259 20257 


2698052 2699555 Bacil 


3560299 35617 


3563299 3564734 Vibri 


265678949 


onaceae; V 
265678948 


onaceae; V 
265678947 


rio. 
265678946 


onaceae; V 
265678442 
e 90307 
lales; Leg 
228720264 
artial seq 
mmaproteob 


228719063 
13634 
Ruminococc 

219878179 


matiaceae; 
219857490 
1 sequence 
obacteria; 


219857189 


219856844 
equence 
eria; Hydr 


219856842 
uence 
ales; Euba 
219846822 
equence 

a; Chromat 
219846661 
e sequence 
a; Thiotri 
219846660 
33832 
ciricketts 
219846630 
al sequenc 
ria; Alter 


219846537 
35572 
onaceae; V 
219846536 
35587 
onaceae; V 
219846535 


onaceae; V 
219846534 
sequence 

acteria; V 
219846533 


219846532 


ref|NR_029257.1 


ibri 
ref 


oO. 
NR_029256.1 


ibra. 
ref 
o fi 


oO. 
NR_029255.1 
scheri Bacte 
ref|NR_029254.1 
ibrio. 
ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref|NR_027590.1 
uence 135446 
acteria; Vibrion 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


ref 
lus 


NR_024817.1 
asahii Bacte 


ref |NR_024663.1 
2918000 291946 
ogenophilales; H 


ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
NR_026253.1 
3381669 338315 
Pisciric 


ref|NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref |NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref |NR_026128.1 
84 3560248 Vibrio 
ibrio. 

ref|NR_026127.1 


ibrio. 

ref |NR_026126.1 
3561815 356324 

ibrionales; Vibr 

ref|NR_026125.1 

o nereis Bacteri 


ref 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Legionella gresilensis 
ella gresilensis 
ionella. 

Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Isochromatium buderi 
buderi Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
les; 


Bacillus asahii strain 
ria; Firmicutes; 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Eubacterium 
6 Eubacterium 
cterium. 
Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


NR_026124.1 


Vibrio natriegens 


3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


324354 Bacteria_16S 3567198 3567274 4 77 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

324354 Bacteria_16S 3568704 3568780 4 77 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

324354 Bacteria_16S 3936576 3936652 4 77 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

324354 Bacteria_16S 4095309 4095374 15 77 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

324354 Bacteria_16S 59963 60037 6 77 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

324354 Bacteria_16S 187666 187741 4 77 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

324354 Bacteria_16S 252141 252217 4 77 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

324354 Bacteria_16S 295920 295996 4 77 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

324354 Bacteria_16S 353643 353719 4 Tt gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

324354 Bacteria_16S 356580 356656 4 77 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

324354 Bacteria_16S 372991 373067 4 TT gi| 265678806 |ref|NR_029111.1]| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

324354 Bacteria_16S 379103 379179 4 77 gi|265678802|ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

324354 Bacteria_16S 416171 416247 4 77 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
324354 Bacteria_16S 593250 593326 4 TT gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
324354 Bacteria_16S 681313 681389 4 77 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

324354 Bacteria_16S 682718 682794 4 77 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

324354 Bacteria_16S 720455 720531 4 77 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 

324354 Bacteria_16S 759192 759268 4 YB gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

324354 Bacteria_16S 760746 760822 4 77 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
strain V33 16S ribosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

324354 Bacteria_16S 863054 863122 12 77 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

324354 Bacteria_16S 908538 908614 4 Vd gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

324354 Bacteria_16S 1068047 1068123 4 TT gi|265678332|ref|NR_028634.1| Sphingomonas 
yabuuchiae strain A1-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
324354 Bacteria_16S 1073958 1074034 4 q4 gi| 265678328 |ref|NR_028630.1| Novosphingobium 


tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosphingobium tardaugens 
Sphingomonadaceae; Novosphingobium. 


Bacteria; Proteobacteria; Alphaproteobacteria; Sphingom 


onadales; 


324354 Bacteria_16S 


strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadaceae; 


Alphaproteobacteria; 
324354 Bacteria_16S 
strain D2-18 16S 
Firmicutes; 
324354 Bacteria_16S 


witflariensis strain W-50 16S ribosomal RNA, partial sequence 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 
324354 Bacteria_16S 


gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; 


Phaeobacter. 
324354 Bacteria_16S 


chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; S 
Sphingobium. 

324354 Bacteria_16S 1413914 1413990 4 77 gi| 224581449 
strain S-3 16S ribosomal RNA, partial sequence 1413085 14145 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
324354 Bacteria_16S 1508060 1508136 4 77 gi| 219846303 


subsp. 


Neisseria. 
324354 Bacteria_16S 
subsp. 
subsp. 
324354 Bacteria_16S 
strain CM243 16S 


324354 Bacteria_16S 


margaritifer strain N2-214 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


margaritifer Bacteria; 
Tepidiphilus. 
324354 Bacteria_16S 


Clostridia; 


1084325 1084401 4 


Sphingomonadales; 


1104030 1104097 4 


Clostridiales; 
1141918 1141994 4 


1337024 1337100 4 


1407853 1407929 4 


1571376 1571452 4 


1615639 1615715 4 


1687078 1687154 4 
Proteobacteria; 


1781540 1781615 4 


Proteobacteria; 


77 


69 


ribosomal RNA, partial sequence 
Clostridiales Family XIII. 


77 


77 


77 


elongata strain ATCC 25295 16S ribosomal RNA, 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobact 


77 


77 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 


77 


77 


strain 4-0 16S ribosomal RNA, partial sequence 


324354 Bacteria_16S 


1845566 1845642 4 


77 


strain VC 5 16S ribosomal RNA, partial sequence 


324354 Bacteria_16S 


1956394 1956470 4 


77 


strain EDIV 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


324354 Bacteria_16S 


jannaschiana strain ATCC 


jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyph 
324354 Bacteria_16S 2014725 2014801 4 77 gi| 219878186 |ref|NR_025325.1 

strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 20153 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
324354 Bacteria_16S 2016196 2016272 4 77 gi| 219878185 |ref|NR_025324.1 

strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulob 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

324354 Bacteria_16S 2017685 2017761 4 77 gi| 219878184 |ref|NR_025323.1 

strain MCS 25 16S ribosomal RNA, partial sequence 2016867 20182 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 
324354 Bacteria_16S 2113653 2113729 4 77 gi| 219857659 |ref|NR_025248.1 

pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 211429 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales 
Novosphingobium. 

324354 Bacteria_16S 2118263 2118339 4 77 gi|219857656|ref|NR_025245.1 

strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter 

Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
324354 Bacteria_16S 2151541 2151617 4 77 gi|219857634|ref|NR_025223.1 


strain ALC-2 16S 


324354 Bacteria_16S 
strain ICPB 3636 


324354 Bacteria_16S 


2013265 2013341 4 


2265512 2265588 4 


2335185 2335261 4 


77 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


77 


77 


strain DM12 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


gi 


gi 
11 


gi 


gi 


gi 


complete sequence 


gi 


smithia strain AS20/1/1 16S ribosomal RNA, partial 


smithia Bacteria; Gammaproteobacteria; Aer 


gi 
16 


gi 


gi 


1780670 17821 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


gi 


1955571 19570 
Sphingomonadales; 


gi 


33883 16S ribosomal RNA, partial 


2150729 21521 


Sphingomonadales; Erythrobacteraceae; 


gi 


16S ribosomal RNA, partial sequence 2264632 22660 
Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 


gi 


265678320 
265678306 
03152 11046 
253680762 
Sphi 


228721486 


219846657 
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sequenc 


219878466 
14821 16162 


219878417 
Hydrog 


219878349 


219878305 


219878224 
Sphingomon 


219878187 
sequenc 


219857556 


eriaceae; 


ref|NR_028622.1 


ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 

ref|NR_028010.1 
1141076 114255 


ref |NR_027609.1 
1336206 133758 


ref |NR_026249.1 
140703 
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ref |NR_027233.1 
adaceae; 
NR_025893.1 

150715 
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ref 
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ref|NR_025295.1 
e 1570477 157198 
omonadales; 
ref|NR_025605.1 


aceae; 
ref|NR_025556.1 

1686206 168766 
enophilales; 
ref |NR_025488.1 


; Micrococcaceae 
ref|NR_025444.1 


ceae; 
ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_025326.1 
e 2012455 201386 


Porphy 


ref|NR_025144.1 


Simonsiella. 


219857505 


gobium amiense Bacteria; 
Sphingobium. 


Rhodobacterales; 


Aeromonadaceae; 


Sphingobium amiense 
Proteobacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Sphingopyxis 
7 Sphingopyxis 


ngomonadales; Sphingomonadaceae; 


Phaeobacter 
7 Phaeobacter 
Rhodobacteraceae; 


Sphingobium 
2 1408473 Sphingobium 


Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 
Sphingobium. 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
Aeromonas. 
Woodsholea maritima 


41 Woodsholea maritima Bacteria; 
Woodsholea 


Tepidiphilus 
1 Tepidiphilus 


Hydrogenophilaceae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Maricaulis. 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


ref|NR_025093.1 


Paracoccus methylutens 


2334350 2335705 Paracoccus methylutens Bacteria; 


324354 Bacteria_ 


psychrophilus str 
psychrophilus Bac 


Methylobacter. 
324354 Bacteria_ 


taejonensis strai 
taejonensis Bacte 


Sphingopyxis. 
324354 Bacteria_ 


strain JSS-26 16S 
Proteobacteria; Alphaproteobacteria; 


324354 Bacteria_ 


strain SCH-89 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


324354 Bacteria_ 


strain VP-6 16S r 


ribosomal RNA, partial sequence 
Sphingomonadales; 
16S 2536664 2536740 4 77 gi 
ribosomal RNA, partial sequence 


16S 2538022 2538098 4 77 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


324354 Bacteria_ 


strain VP-5 16S ribosomal RNA, partial sequence 


16S 2539427 2539503 4 77 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


324354 Bacteria_ 
strain MHS-2 16S 


16S 2540757 2540833 4 77 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


324354 Bacteria_ 
strain MHS-3 16S 


16S 2542162 2542238 4 77 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


324354 Bacteria_ 


strain IM1 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


324354 Bacteria_ 


oligophenolica 16 
Proteobacteria; Alphaproteobacteria; 


324354 Bacteria_ 
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Proteobacteria; 


sibiricus strain 


sibiricus Bacteri 
Sandaracinobacter 
324354 Bacteria_16S 


strain LMG 2142 1 


Verrucomicrobium. 


324354 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


324354 Bacteria_16S 


strain NCTC 83785 
Bacteria; 
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Proteobacteria; 


dejongeii strain 


Bacteria; Verruco 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 
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Proteobacteria; Alphaproteobacteria; 
324354 Bacteria_16S 


Proteob 
324354 Bacteria_16S 
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324354 Bacteria_16S 
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gi 
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gi 
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bosomal RNA, partial sequence 
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3262239 3262315 4 77 
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bosomal RNA, partial sequence 
Sphingomonadales; 
3364360 3364436 4 77 gi 
SM 4136 16S ribosomal RNA, partial seq 
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fusiforme Bacteria; Fusobacteria; Fuso 
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3706749 3706825 4 77 gi 
C3 16S ribosomal RNA, partial sequence 
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3708267 3708343 4 77 gi 
in FC2 16S ribosomal RNA, partial sequ 
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3709786 3709862 4 77 gi 
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microbia; Verrucomicrobiae; Verrucomic 
3875471 3875547 4 vie gi 
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2539981 25412 
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2541332 25426 
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219857215 


2662145 26634 
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lo 
219856866 
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Sphingomon 
219856836 


16S ribosomal RNA, partial sequence 2930007 29314 


Oceanobac 
219856812 


2964771 29662 


Sphingomon 
219846790 
uence 


v 


219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
324354 Bacteria_16S 
strain BN6 16S ri 
Proteobacteria; Alphaproteobacteria; 
324354 Bacteria_16S 
spinosum strain D 
spinosum Bacteria 


Sphingomon 
219846712 


3311548 33129 


Sphingomon 
219846674 
uence 
errucomicr 


219846491 
, partial 
bacteriale 
219846487 
36267 
les; Neiss 
219846454 


3674212 36756 


Enterobac 
219846432 
37058 
robiales; 

219846431 
ence 37073 
robiales; 

219846430 
e 37089 
robiales; 

219846312 


Sphingomonad 


; Hyphomonas 
NR_024938.1 


ceae 
ref 
; Hyphomonas 
NR_024937.1 


ceae 
ref 
ceae; Hyphomona 
ref|NR_024843.1 


e; Methylopila. 
ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref |NR_026382.1 
196654 319807 
ales; Sphing 


Ww 


ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026304.1 


adaceae; Sphingo 
ref |NR_026266.1 

3363492 336498 
obiales; Verruco 


ref 
sequ 


NR_026083.1 
ence 362084 
s; Fusobacteriac 
ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026045.1 


teriaceae; Panto 
ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 


16S 2439885 2439961 4 77 gi|219857428|ref|NR_025016.1| Methylobacter 

ain Z-0021 16S ribosomal RNA, complete sequence 2438995 2440521 Methylobacter 

teria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

16S 2458085 2458161 4 qt gi|219857411|ref|NR_024999.1| Sphingopyxis 

n JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 

ria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

16S 2459578 2459654 4 77 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 


97 Sphingomonas koreensis Bacteria; 


Sphingomonadaceae; Sphingomonas. 
219857353|ref|NR_024941.1| Hyphomonas oceanitis 
2535834 2537142 Hyphomonas oceanitis Bacteria; 
yphomonadaceae; Hyphomonas. 
219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
2537193 2538546 Hyphomonas rosenbergii Bacteria; 
yphomonadaceae; Hyphomonas. 
219857351|ref|NR_024939.1| Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Ss. 


Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Oceanobacter kriegii 


kriegii Bacteria; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Sandaracinobacter 

0 Sandaracinobacter 

omonadaceae; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Verrucomicrobium 

3 Verrucomicrobium 

microbiaceae; 


Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 


ref |NR_025902.1 


Neisseria weaveri 


strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


324354 Bacteria_16S 3887929 3888005 4 77 gi|219846304|ref|NR_025894.1| Vitreoscilla 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 
324354 Bacteria_16S 3891003 3891079 4 77 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 

324354 Bacteria_16S 3952743 3952819 4 Lt gi|219846257|ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

324354 Bacteria_16S 3966167 3966243 4 i gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

324354 Bacteria_16S 3975010 3975086 4 77 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

324354 Bacteria_16S 3995466 3995542 4 TT gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

324354 Bacteria_16S 3996957 3997033 4 77 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

324354 Bacteria_16S 3998451 3998527 4 qt gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

324354 Bacteria_16S 4036328 4036404 4 77 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
324354 Bacteria_16S 11217) #11296 61 77 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

324354 Bacteria_16S 89904 89983 1 77 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

324354 Bacteria_16S 218486 218565 1 77 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

324354 Bacteria_16S 303410 303484 6 77 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

324354 Bacteria_16S 502204 502279 6 77 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

324354 Bacteria_16S 694915 694994 1 77 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

324354 Bacteria_16S 806715 806794 1 77 gi|265678508|ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

324354 Bacteria_16S 831246 831321 6 77 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

324354 Bacteria_16S 1046940 1047019 1 77 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

324354 Bacteria_16S 1368876 1368955 1 77 gi|228718692|ref|NR_027575.1| Desulfovibrio 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
324354 Bacteria_16S 1830208 1830287 1 77 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
324354 Bacteria_16S 1894468 1894547 1 77 gi|219878268|ref|NR_025407.1| Desulfomicrobium 


norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 


Desulfomicrobium. 


1893578 1895094 Desulfomicrobium 


324354 Bacteria_16S 1933691 1933770 1 77 gi| 219878239 |ref|NR_025378.1| Desulfomicrobium orale 
strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 

324354 Bacteria_16S 1977664 1977743 1 77 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
324354 Bacteria_16S 2192489 2192568 1 77 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 
324354 Bacteria_16S 2224110 2224189 1 77 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 
324354 Bacteria_16S 2262388 2262467 1 77 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
324354 Bacteria_16S 2336593 2336669 4 77 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 


324354 Bacteria_16S 2646592 2646671 1 TF gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
324354 Bacteria_16S 3055413 3055492 1 Tt gi| 219846885 |ref|NR_026477.1| Propionivibrio 


dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 
324354 Bacteria_16S 3151554 3151633 1 77 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
324354 Bacteria_16S 3313914 3313993 1 77 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
324354 Bacteria_16S 3766415 3766494 1 77 gi| 219846387 |ref|NR_025978.1| Desulfovibrio 
acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulfovibrio acrylicus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
324354 Bacteria_16S 3767826 3767905 1 77 gi|219846386|ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
324354 Bacteria_16S 3828551 3828625 6 77 gi|219846344|ref|NR_025934.1| Cardiobacterium 
hominis strain 6573 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
324354 Bacteria_16S 3977918 3977992 6 Lt gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 
324354 Bacteria_16S 4004474 4004553 1 77 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 
324354 Bacteria_16S 4207971 4208045 6 77 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 


324354 Bacteria_16S 132855 132929 6 77 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

324354 Bacteria_16S 294393 294467 6 77 gi|265678864|ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

324354 Bacteria_16S 340342 340416 6 77 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

324354 Bacteria_16S 440845 440919 6 77 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 


strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
324354 Bacteria_16S 726725 726791 13 qt gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 
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lucivorax Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
970412 970486 6 77 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
rain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
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bacillales; Lactobacillaceae; Lactobacillus. 

3244326 3244400 6 77 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
train Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
acteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
rio. 

3591514 3591588 6 77 gi|219846515|ref|NR_026107.1| Acetobacter 
in LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
eria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 

3614390 3614464 6 77 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
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icutes; Mycoplasmataceae; Mycoplasma. 
3688740 3688814 6 77 gi 
bosomal RNA, partial sequence 
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Mycoplasma cottewii 
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G 
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3861677 3861751 6 77 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
1 RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillaceae; Lactobacillus. 

3961699 3961773 6 qi gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 

strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
etaproteobacteria; Burkholderiales; Rubrivivax. 

3999956 4000030 6 77 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
ibosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

4027099 4027166 4 69 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
in PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

4119280 4119354 6 77 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
bosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4163993 4164067 6 TT gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4174674 4174748 6 77 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4180827 4180901 6 TT gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 

ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4185330 4185404 6 77 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
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324354 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


strain Illinois 1 
Proteobacteria; A 


324354 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; G 


324354 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


324354 Bacteria_16S 


strain B2 16S rib 
Proteobacteria; G 


324354 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


324354 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


324354 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


324354 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


324354 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


324354 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
9794 9866 4 74 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromona 
35689 35762 6 77 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; S 
273061 273138 4 77 gi 


eq 
pi 


lphaproteobacteria; Rickettsiales; Ana 
747645 747717 3 73 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
749020 749092 3 73 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
753145 753217 3 73 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
934944 935021 3 77 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
936470 936547 3 77 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
1268867 1268944 3 77 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


pl 


or 


or 


or 


e 
br 


B 


eq 
te 


3837450 3837526 4 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3889466 3889542 4 77 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
4101107 4101184 3 77 gi 
n S1 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 


77 gi 


H 


er 


nc 
le 


324354 Bacteria_16S 


20509 20585 4 77 gi 


4184459 41859 


aceae; E 


265679057 


8961 


dales; P 


265679040 


uence 
rochaeta 


265678878 


mal RNA, partial sequence 272240 273697 Rhizo 
ia; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
306496 306573 3 77 gi| 265678856 


asmatace 


265678548 
746844 74816 


axellace 


265678547 
748219 74954 


axellace 


265678544 
752344 75366 


axellace 


265678422 


93405 
ionales; 


265678421 
935581 93704 


acteriov 


219846421 


uence 


ria; Des 


219846337 
3836584 38380 


alomonad 


219846302 
3888563 38900 


iaceae; 


219846152 


41002 
Neiss 


e 
S; 


ref 
seud 

ref 
ceae 
ref 
bium 
teri 


ref 


ae; 
ref 


ae; 
ref 


ae; 
ref 


ae; 
ref 


Bac 
ref 


orac 
ref 


ulfu 


ref 


acea 
ref 


Neis 
ref 


eria 


265679050 


multivorans strain Struelens 16S ribosomal RNA, partial sequence 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; Bur 


kholderia cepacia complex. 


49 Entomoplasma 
ntomoplasma. 


10291 


34837 


7 Neorickettsia 


8 Acinetobacter 


3 Acinetobacter 


8 Acinetobacter 


6 935530 Bacter 


4 Bacteriovorax 


1267974 12694 


22 4101735 Chiti 


NR_029365.1 
Pseudo 
oalteromonad 


NR_029348.1 

36333 
7 Treponema 
NR_029184.1 
etli Bacter 
um group; Rh 
NR_029162.1 


Neorickettsi 
NR_028852.1 


Acinetobacte 
NR_028851.1 


Acinetobacte 
NR_028848.1 


Acinetobacte 
NR_028724.1 


teriovoracac 
NR_028723.1 


aceae; Bacte 
NR_026012.1 
7 


romonadales; 


NR_025927.1 


e; Halomona 
NR_025892.1 


seria. 
NR_025742.1 
n 
ceae; Chitin 


ref 


19628 


luminosum Bacteria; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Treponema 
Treponema 


Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Neorickettsia risticii 
risticii Bacteria; 
a. 

Acinetobacter gerneri 
gerneri Bacteria; 
r. 

Acinetobacter bouvetii 
bouvetii Bacteria; 
ry 

Acinetobacter baylyi 
baylyi Bacteria; 
ts 

Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 
Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
Ss. 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Chitinibacter 
ibacter tainanensis 
ibacter. 


NR_029358.1 
21106 


Burkholderia 
Burkholderia 


324354 Bacteria_16S 64485 64561 4 77 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

324354 Bacteria_16S 67515 67591 4 77 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

324354 Bacteria_16S 157181 157257 4 77 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

324354 Bacteria_16S 206134 206210 4 77 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
324354 Bacteria_16S 235088 235164 4 V7 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 


ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 


ia. 
Burkholderia 
lderia phenazinium 


rkholderia 
265678904 
nce 23588 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
324354 Bacteria_16S 236724 236800 4 77 gi 
phenazinium strain A 1 16S ribosomal RNA, partial seque 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
324354 Bacteria_16S 238306 238382 4 YB gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 


ceae; Burkholder 
ref |NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ia. 
Microvirgula 
Microvirgula 

sseriaceae; 


rkholderia 
265678896 
al sequenc 
acteria; N 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
324354 Bacteria_16S 249161 249237 4 77 gi 
aerodenitrificans strain Sgly2 16S ribosomal RNA, parti 
aerodenitrificans Bacteria; Proteobacteria; Betaproteob 
Microvirgula. 
324354 Bacteria_16S 256571 256647 4 77 gi 
xenovorans strain LB400 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
324354 Bacteria_16S 276146 276222 4 77 gi| 265678876 
strain Hbl 16S ribosomal RNA, partial sequence 275297 27676 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
324354 Bacteria_16S 289718 289794 4 77 gi| 265678867 
strain CDC F5101 16S ribosomal RNA, complete sequence 28882 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
324354 Bacteria_16S 391371 391447 4 77 gi| 265678794 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 39048 


265678891 
ence 25570 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Helicobacter bilis 


ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 
ref |NR_029182.1 
1 Helicobacter bilis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029173.1| Bordetella holmesii 

4 290348 Bordetella holmesii Bacteria; 
ae; Bordetella. 
ref|NR_029099.1 
2 392023 Chitin 


Chitinimonas 
imonas taiwanensis 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

324354 Bacteria_16S 468265 468341 4 77 gi| 265678739 |ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

324354 Bacteria_16S 588775 588851 4 Ti gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

324354 Bacteria_16S 738842 738918 4 ui gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

324354 Bacteria_16S 744860 744933 6 V7 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

324354 Bacteria_16S 757688 757764 4 77 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
324354 Bacteria_16S 823513 823589 4 V7 gi|265678497|ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
324354 Bacteria_16S 834287 834363 4 77 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 

324354 Bacteria_16S 835789 835865 4 Tt gi| 265678489 |ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

324354 Bacteria_16S 873686 873762 4 qt gi|265678463|ref|NR_028766.1| Cupriavidus necator 
strain N-1 16S ribosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

324354 Bacteria_16S 893121 893197 4 77 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

324354 Bacteria_16S 894656 894732 4 i gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola 


strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 


324354 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


324354 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


324354 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


324354 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


324354 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


324354 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


324354 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
324354 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


324354 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


324354 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


324354 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; B 


324354 Bacteria_16S 
13501 16S ribosomal RNA, 


Proteobacteria; B 


324354 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


324354 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


324354 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


324354 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


324354 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


324354 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


324354 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
324354 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


324354 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


324354 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


324354 Bacteria_16S 


strain U120 16S r 


896191 896267 4 77 


gi 
etaproteobacteria; Burkholderiales; Bu 
953534 953610 4 77 gi 
in CA 1 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Betaproteobacter 


955094 955170 4 Tad 


gi 
etaproteobacteria; Burkholderiales; Co: 
971972 972048 4 77 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
1002735 1002811 4 77 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1036138 1036214 4 77 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1078350 1078426 4 77 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1128292 1128368 4 77 gi 
BIA Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


1146483 1146559 4 77 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
1175286 1175362 4 77 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1179793 1179869 4 77 gi 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1193348 1193424 4 77 gi 
complete sequence 
etaproteobacteria; Burkholderiales; Al 
1267321 1267397 4 77 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1283671 1283747 4 77 gi 


gi 


Ox 
gi 


etaproteobacteria; Burkholderiales; Bu 
1359796 1359872 4 77 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

1373436 1373512 4 77 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1387022 1387098 4 77 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388537 1388613 4 77 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1400422 1400498 4 77 gi 
RNA, partial sequence 


gi 


Sphingomonadales; 
1424627 1424703 4 77 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1438570 1438646 4 77 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1456818 1456894 4 77 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


Rhod 
gi 


1372563 


1386182 


1387667 


14237411 


1437684 1 


265678447 


16S ribosomal RNA, partial sequence 895318 89680 
rkholderia 


265678410 
uence 
ia; Burkho 


265678409 


6S ribosomal RNA, partial sequence 954207 95569 


mamonadace 
265678396 
97110 
obacterale 
265678376 


1001834 10033 


ocyclaceae 
265678354 


1035238 10367 


alobactera 
265678324 

10775 
Sphingomon 
253680771 
1 sequence 
ria; 


253680759 


1145612 11470 


alobactera 
228718578 


1174405 11758 


a. 
228717704 


1178919 1180416 Nitro 


itrosomona 
228715722 


1192457 1193978 Borde 


caligenace 
219846423 


1266430 12679 


alobactera 
219846066 


16S ribosomal RNA, partial sequence 1282800 12842 


rkholderia 
228720024 

quence 

bacteria; 


228717983 
13740 
rkholderia 
228716754 
13876 
riales; Bu 
228716720 
13891 
rkholderia 
228715353 


1399580 1401060 Sphin 


Sphingomon 
224581442 
4252 
ocyclaceae 
224581429 
4391 
ocyclaceae 
224581416 
ence 14559 
riales; Al 


1465807 1465883 4 77 gi 
ibosomal RNA, partial sequence 


224581409 


Campy 


ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 
ceae; Pandoraea. 
ref|NR_028712.1| Simplicispira 
952645 954156 Simplicispira 
lderiales; Comamonadaceae; 


ref|NR_028711.1 
7 Giesbergeria sinuosa Bacteria; 
ae; Giesbergeria 
ref |NR_028698.1 
0 972566 Campyl 


Giesbergeria sinuosa 


Campylobacter lanienae 
obacter lanienae 
s; Campylobacteraceae; Campylobacter. 
ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 
; Azovibrio. 
ref|NR_028656.1| Herbaspirillum putei 
33 Herbaspirillum putei Bacteria; 
ceae; Herbaspirillum. 

ref|NR_028626.1| Sphingomonas melonis 
29 1078967 Sphingomonas melonis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_028019.1| Helicobacter 
127427 1128907 Helicobacter 
lobacterales; Helicobacteraceae; 


RR 


ref|NR_028007.1| Collimonas fungivorans 
64 Collimonas fungivorans Bacteria; 
ceae; Collimonas. 
ref|NR_027574.1| Kangiella koreensis 
98 Kangiella koreensis DSM 16069 


ref 
somo 
dace 
ref 
tell 


NR_027566.1| Nitrosomonas eutropha 
nas eutropha C91 Bacteria; 
ae; Nitrosomonas. 
NR_027537.1| Bordetella hinzii LMG 
a hinzii LMG 13501 Bacteria; 
ae; Bordetella. 
ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 
ceae; Massilia. 
ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 
ceae; Burkholderia. 
ref|NR_027587.1| Burkholderia 

1358923 1360410 Burkholderia 
Burkholderiales; Burkholderiaceae; 
ref|NR_027569.1| Burkholderia unamae 
50 Burkholderia unamae MTI-641 Bacteria; 
ceae; Burkholderia. 
ref|NR_027555.1| Burkholderia phymatum 
16 Burkholderia phymatum STM815 
rkholderiaceae; Burkholderia. 
ref|NR_027554.1| Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 
ref|NR_027525.1| Sphingomonas wittichii 
gomonas wittichii RW1 Bacteria; 
adaceae; Sphingomonas. 
ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 
; Thauera. 
ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 
; Thauera. 
ref|NR_027197.1] Achromobacter 
66 1457283 Achromobacter ruhlandii 
caligenaceae; Achromobacter. 
ref|NR_027190.1| Azoarcus buckelii 


1464924 1466433 Azoarcus buckelii Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


324354 Bacteria_16S 1468815 1468891 4 77 gi| 224581407 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 14694 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
324354 Bacteria_16S 1471892 1471968 4 77 gi| 224581405 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; 
324354 Bacteria_16S 1473284 1473360 4 77 gi| 224581402 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkh 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
complex. 
324354 Bacteria_16S 1533788 1533864 4 77 gi 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteri 
Burkholderia; Burkholderia cepacia complex. 

324354 Bacteria_16S 1623249 1623325 4 77 gi 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial s 
stercoricanis Bacteria; Proteobacteria; Betaproteobacte 
324354 Bacteria_16S 1836264 1836340 4 77 gi 
denitrificans strain Chol-1S 16S ribosomal RNA, complet 
denitrificans Bacteria; Proteobacteria; Betaproteobacte 
Sterolibacterium. 
324354 Bacteria_16S 1878929 1879005 4 77 gi 
thiooxidans strain CS-K2 16S ribosomal RNA, partial seq 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
324354 Bacteria_16S 1897599 1897675 4 77 gi| 219878265 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
324354 Bacteria_16S 1899142 1899218 4 77 gi|219878264 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
324354 Bacteria_16S 1922971 1923047 4 77 gi|219878246 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequenc 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Bur 
Ralstonia. 
324354 Bacteria_16S 


219857425 
sequence 
a; Burkhol 


219878461 
equence 

ria; Burkh 
219878311 
e sequence 
ria; Rhodo 


219878282 
uence 


1935182 1935258 4 77 gi| 219878238 
strain CHO0O1A 16S ribosomal RNA, partial sequence 1934336 19357 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylo 
324354 Bacteria_16S 1947390 1947466 4 77 gi| 219878230 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 
324354 Bacteria_16S 1964122 1964198 4 77 gi| 219878219 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequen 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydro 
Thiobacillus. 
324354 Bacteria_16S 
subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 

324354 Bacteria_16S 1971440 1971516 4 77 gi 
frisingense strain GSF30 16S ribosomal RNA, partial seq 
frisingense Bacteria; Proteobacteria; Betaproteobacteri 
Herbaspirillum. 
324354 Bacteria_16S 


219878218 
sequence 
obacteria; 


1965639 1965715 4 77 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


219878214 
uence 
a; Burkhol 


2067930 2068006 4 77 
strain 58Eu 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
324354 Bacteria_16S 2069462 2069538 4 77 
strain 47Lol 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
324354 Bacteria_16S 2074097 2074173 4 77 gi| 219878141 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 20732 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
324354 Bacteria_16S 2116771 2116843 4 73 gi| 219857657 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Microbulbifer. 

324354 Bacteria_16S 


gi| 219878145 
2067059 20685 
Rhodocyclaceae 
gi|219878144 
2068593 20700 


2122827 2122903 4 77 gi| 219857653 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 21233 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


Burkhold 


nada 


ref|NR_027188.1 


; Zoogloea. 

ref |NR_027186.1 
1471041 147236 

eriales; Alcalig 

ref |NR_024882.1 

olderia ambifari 

ceae; Burkholder 


, 


ref|NR_025013.1 
1532915 153432 
deriales; Burkho 


ref|NR_025600.1 
1622384 162383 
olderiales; Alca 
ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025404.1 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 

ref |NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref|NR_025377.1 
49 Campylobacter 
bacteraceae; Cam 
ref|NR_025369.1 


ae; Bordetella. 
ref |NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref |NR_025353.1 
1970584 197204 
deriales; Oxalob 


ref |NR_025284.1 


eis! 
ref 


auera. 
NR_025283.1 
; Thauera. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025246.1 

2115900 211739 
les; 


ref|NR_025242.1 


; Ralstonia. 
ref |NR_025167.1 


324354 Bacteria_16S 2230275 2230351 4 77 gi] 219857579 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Campylobacter hominis 
hominis Bacteria; 
pylobacter. 

Bordetella petrii 


20 Bordetella petrii Bacteria; 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


, 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 
Microbulbifer 

0 Microbulbifer 


Alteromonadaceae; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 
ceae 


Laribacter 


2229404 223086 


2 Laribacter 


hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 


324354 Bacteria_16S 


strain DSM 11853 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


strain IPT10 16S 
Proteobacteria; 


Helicobacter. 


324354 Bacteria_16S 


strain LMG 16225 
Proteobacteria; 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
324354 Bacteria_16S 
strain MF63 16S r 
B 
324354 Bacteria_16S 
brassicacearum st 
brassicacearum Ba 


Proteobacteria; 


Pseudomonas. 


324354 Bacteria_16S 
hyointestinalis s 

Campylobacter hyointestinalis subsp. 
Campylobacterales; 
324354 Bacteria_16S 


strain LMG 3413 1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidu 
324354 Bacteria_16S 2563571 2563647 4 77 gi|219857335|ref|NR_024923.1 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 256415 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales 
Helicobacter. 

324354 Bacteria_16S 2575910 2575986 4 77 gi|219857284|ref|NR_024915.1 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 257651 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alc 
324354 Bacteria_16S 2619051 2619127 4 77 gi|219857253|ref|NR_024884.1 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 
324354 Bacteria_16S 2631269 2631345 4 77 gi|219857238|ref|NR_024866.1 
strain hl 16S ribosomal RNA, partial sequence 2630432 2631792 Methylarcula 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarc 
324354 Bacteria_16S 2649600 2649676 4 77 gi|219857225|ref|NR_024853.1 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 26501 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 
324354 Bacteria_16S 2651103 2651179 4 77 gi|219857224|ref|NR_024852.1 
6a3 16S ribosomal RNA, partial sequence 2650247 2651682 Azospira oryzae Bacte 


Betaproteobacteri 


324354 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


324354 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


324354 Bacteria_16S 
subterraneus stra 


Bacteria; Proteob 


324354 Bacteria_16S 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 


B 
324354 Bacteria_16S 
campinensis strai 
Proteob 
324354 Bacteria_16S 
strain MIT 97-507 
E 
324354 Bacteria_16S 
strain K24 16S ri 
B 
324354 Bacteria_16S 


B 
324354 Bacteria_16S 
canadensis strain 
canadensis Bacter 


B 
324354 Bacteria_16S 
caledonica strain 
caledonica Bacter 
324354 Bacteria_16S 


2274696 2274772 4 77 


gi 
etaproteobacteria; Burkholderiales; Bu 
2276230 2276306 4 77 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2292876 2292952 4 77 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2307950 2308026 4 77 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2330586 2330662 4 77 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2332109 2332185 4 77 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


ne 


Ss; 


s 
ri 


2385119 2385195 4 77 


gi 
etaproteobacteria; Burkholderiales; Bu 
2386643 2386719 4 77 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2461069 2461145 4 77 gi 
ribosomal RNA, partial sequence 


se 


’ 


Sphingomonadales; 
2500241 2500317 4 77 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2523033 2523109 4 77 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


Sp 


Oc 


se 
te. 


2526045 2526121 4 77 gi 
ubsp. lawsonii strain CHY5 16S ribosomal 
Campylobacteraceae; 
2532137 2532213 4 


Campylobacter. 
77 gi 


’ 


a; Rhodocyclales; Rhodocyclaceae; Azos 
2652634 2652710 4 77 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2654120 2654196 4 77 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2675101 2675177 4 77 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 


pi 


Rhod 
gi 


Oc 


Oc 


en 
r. 


Pi: 
219857536 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
rk 
219857549 


holder 


e 227 
ales; 


229 
Helic 


219857524 
2307079 23085 
ca 
219857509 
2329695 23312 
rk 
219857508 


ligena 


holder 


equenc 
a; 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
rk 
219857469 


holder 


quence 
Burkho 


219857409 
2460248 24616 
hingomon 
219857382 
2499368 25008 


yclace 


219857362 


quence 
ria; P 


219857360 
RNA, pa 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


219857356 
6S ribosomal RNA, partial sequence 2531266 25327 


ra. 


219857223 
2651733 26532 
yclaceae 
219857222 
2653267 26546 
yclaceae 
219857206 
ce 26742 


2708112 2708188 4 77 gi 


219857183 


Campy 


ref|NR_025138.1 


ceae; Cupriavid 
ref|NR_025137.1 
59 2276842 Cupri 
rkholderiaceae; 
ref|NR_025124.1 
20 2293474 Helic 
acteraceae; Hel 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentipha 
ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025096.1 
2331268 233272 
lobacterales; He 


ia 


53 
Bu 


20 
ob 


ce 


ia 


e 


ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 
2385781 238725 
eriales; Burkhol 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024970.1 


ia 


1d 


; Azoarcus. 

ref|NR_024950.1 
2522145 252361 

udomonadales; Ps 


ae 


se 


ref 
rtia 


NR_024948.1 
1 sequence 


ref|NR_024944.1 


ref |NR_024851.1 


; Az 
ref 


oarcus. 
NR_024850.1 
; Azoarcus. 
ref|NR_024834.1 
15 2675666 Thioba 


a 


° 
i 


g 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 
u 


s. 
Cupriavidus 
vidus campinensis 
Cupriavidus. 
Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 
Pigmentiphaga kullae 
kullae Bacteria; 
a. 
Burkholderia sacchari 


sacchari Bacteria; 


ia. 

Helicobacter 
4 Helicobacter 
licobacteraceae; 


Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Campylobacter 
2525204 2526622 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 

Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


, 


Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Dechloromonas agitata 
agitata Bacteria; 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azospira oryzae strain 
ria; Proteobacteria; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Thiobacter 
cter subterraneus 


ref|NR_024811.1 
2707242 270866 


Hydrogenimonas 
3 Hydrogenimonas 


thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 


Hydrogenimonas. 
324354 Bacteria_ 
chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 
324354 Bacteria_ 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 
324354 Bacteria_ 


echinoides strain 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


324354 Bacteria_16S 


huttiense strain 


huttiense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 


324354 Bacteria_16S 
strain CreCitl 16S ribosomal RNA, partial sequence 


Proteobacteria; 


324354 Bacteria_16S 
strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; 


324354 Bacteria_16S 
mechernichensis s 
mechernichensis Bacteria; 
324354 Bacteria_16S 
limneticum strain 
Proteob 
324354 Bacteria_16S 


Bacteria; 


16S 2718517 2718593 4 shel 2 


gi 


Bacteria; Proteobacteria; 


16S 2835877 2835953 4 77 2 


gi 


16S 2865111 2865187 4 77 gi 
ATCC 14820 16S ribosomal RNA, partial 


2 


2868228 2868304 4 77 gi 
ATCC 14670 16S ribosomal RNA, partial 


3053872 3053948 4 77 


gi 


3059968 3060044 4 77 


gi 


strain CPW301 16S ribosomal RNA, partial 
Betaproteobacteria; 


sequence 


219856879 
sequence 
B 


219846886 
3052993 30544 
Betaproteobacteria; Neisseriales; Neisseriaceae; 
219846882 
3059104 30605 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


19857176 


19856900 


19856881 


sequence 2717632 271910 
Burkholderiales; 


Burkholderiaceae; 


Sphingomonadales; 


urkholderiales; 


ref Herbaspirillum 
5 Herbaspirillum 


Oxalobacteraceae; 


NR_024804.1 


ref|NR_024721.1| Burkholderia 

92 2836452 Burkholderia kururiensis 

Burkholderia. 

ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 

Sphingomonadaceae; 


ref|NR_024698.1| Herbaspirillum 
2867356 2868845 Herbaspirillum 
Oxalobacteraceae; 


ref|NR_026478.1| Formivibrio citricus 
82 Formivibrio citricus Bacteria; 
Formivibrio. 
ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 
Thauera. 


3061509 3061585 4 


Proteobacteria; 
3074805 3074881 4 


3077863 3077939 4 


77 


train TL1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


77 


cda-1 16S ribosomal RNA, partial sequence 30739 
acteria; Betaproteobacteria; Rhodocyclales; 


77 


caribensis strain 


gi| 219846881 


gi|219846872 


gi|219846870 


Rhodocyclales; 


ref |NR_026473.1 
3060645 306213 


ref|NR_026464.1 


ref|NR_026462.1 


Rhod 


12 3075441 Ferrib 


Rhodocyclaceae; Ferr 


Thauera 


5 Thauera 
ocyclaceae; 


Thauera. 
Ferribacterium 


acterium limneticum 
ibacterium. 


Burkholderia 


caribensis Bacter 
324354 Bacteria_16S 
multipotens strai 
Proteob 
324354 Bacteria_16S 
propionica strain 
Proteob 
324354 Bacteria_16S 
kamchatkensis str 
kamchatkensis Bac 


Bacteria; 


Bacteria; 


Desulfurella. 


324354 Bacteria_16S 


strain DSM 12081 
Proteobacteria; 


Sulfurospirillum. 


324354 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


Proteobacteria; Alphaproteobacteria; 
324354 Bacteria_16S 


lividum strain DS 
Bacteria; 


agaricidamnosum s 


agaricidamnosum B 


MWAP64 16S ribosomal RNA, partial sequence 


3076975 3078406 Burkholderia 


B 


3079343 3079419 4 


3080919 3080995 4 


3082495 3082571 4 
teria; Proteobacteria; 


3113932 3114008 4 
16S ribosomal RNA, 


3159347 3159423 4 


3209391 3209467 4 


3210883 3210959 4 


ia; Proteobacteria; Betaproteobacteria; 


77 


n RH-8 16S ribosomal RNA, partial sequence 30784 
acteria; Deltaproteobacteria; Desulfurellales; 


77 


U-8 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfurellales; 


77 


ain K-119 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


77 


complete sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
324354 Bacteria_16S 
arcachonense stra 
arcachonense Bact 


77 


in F1F6 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Epsilonproteobacteria; 


77 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
324354 Bacteria_16S 


Sphingomonadales; 


77 


16S ribosomal RNA, partial sequence 3210062 32115 


gi|219846869 
D 
219846868 

30800 
D 
219846867 


gi 


gi 
Desu 


219846846 
31130 


gi 


gi| 219846816 


gi| 219846782 
Sphingomon 


gi|219846781 


Burkholderiales; 


Campylobacterales; 


Burkhol 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 
3 
lfurellales; Des 
ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026408.1 
158497 315992 


w 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 


deriaceae; 


Burkholderia. 
Desulfurella 


urella multipotens 


Desulfurella. 
Desulfurella 


urella propionica 


Desulfurella. 
Desulfurella 


4 Desulfurella 
ulfurellaceae; 


Azoarcus anaerobius 


us anaerobius Bacteria; 


Sulfurospirillum 


9 Sulfurospirillum 
Campylobacteraceae; 


Sphingomonas mali 


mali Bacteria; 
monas. 


Sphingomonas pruni 


pruni Bacteria; 


Proteob 
324354 Bacteria_16S 


Sphingomonadales; 
3221521 3221597 4 77 gi 
M 1522 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholderi 
3223040 3223116 4 77 gi 
train Wlr3 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Betaproteobacte 


Sp 


219846773 


219846772 


hingomon 


ce 32206 
ales; Ox 


quence 
ria; Bur 


Janthinobacterium. 


324354 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; 


strain DSM 6984 1 
Proteobacteria; B 


324354 Bacteria_16S 


strain 106 16S ri 


3350401 3350477 4 


77 


gi|219846684 


adaceae; Sphingomonas. 
ref|NR_026365.1| Janthinobacterium 
51 3222119 Janthinobacterium lividum 
alobacteraceae; Janthinobacterium. 
ref|NR_026364.1| Janthinobacterium 
3222170 3223638 Janthinobacterium 
kholderiales; Oxalobacteraceae; 


ref |NR_026276.1 


Paucimonas lemoignei 


B 
324354 Bacteria_16S 


etaproteobacteria; Burkholderiales; Burk 
3522807 3522883 4 77 gi 


etaproteobacteria; Rhodocyclales; Rhodoc 


6S ribosomal RNA, partial sequence 3349528 33510 


219846561 
6S ribosomal RNA, partial sequence 3521933 35234 


holderia 


yclaceae 


3556611 3556687 4 77 gi 
bosomal RNA, partial sequence 


219846538 
3555718 3557247 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


15 Paucimonas lemoignei Bacteria; 
ceae; Paucimonas. 
ref|NR_026153.1| Thauera aromatica 
32 Thauera aromatica Bacteria; 

; Thauera. 


ref|NR_026130.1| Zoogloea ramigera 


Zoogloea. 


324354 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


apsheronum strain 
Bacteria; Proteob 


strain ROO1 16S r 
Proteobacteria; B 


strain Hh-2 16S r 
Proteobacteria; E 


strain 18323 16S 
Proteobacteria; B 
parapertussis str 
parapertussis Bac 


324354 Bacteria_16S 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
324354 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


strain ATCC 29543 
Bacteria; Proteob 


strain ST1 16S ri 
Proteobacteria; E 


strain Td-21 16S 
Proteobacteria; B 


strain 2761 16S 


3697728 3697804 4 


3699259 3699338 1 


3770846 3770922 4 


3802482 3802558 4 


3804043 3804119 4 


3805557 3805633 4 


teria; Proteobacteria; 


3808534 3808610 4 


3817819 3817895 4 


3822404 3822480 4 


3855653 3855729 4 


3964709 3964785 4 


77 
6S ribosomal RNA, partial sequence 3696887 36983 
psilonproteobacteria; Campylobacterale 
324354 Bacteria_16S 77 

1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


324354 Bacteria_16S 


77 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
324354 Bacteria_16S 


77 


ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
324354 Bacteria_16S 


77 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
324354 Bacteria_16S 


77 


77 


77 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
324354 Bacteria_16S 


77 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
324354 Bacteria_16S 


77 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
324354 Bacteria_16S 


77 


ribosomal RNA, partial sequence 


gi 


gi 


gi 


gi 


gi 


gi 


ain 522 16S ribosomal RNA, partial seq 
Betaproteobacte 


gi 


gi 


gi 


3821543 38230 
Helicob 


gi 


gi 


Rhod 


219846438 


S; 
219846437 
nce 
ib 
219846384 


3769978 37714 
holderia 


rk 
219846361 


3801626 38030 
Helicob 


Ss; 
219846360 


3803146 38046 
ligenace 


ca 
219846359 
uence 
ria; 
219846357 
en 
ob 
219846351 


ob 
219846348 


S; 
219846325 


3854781 38562 
yclaceae 


oc 
219846249 


3963836 39652 


Helicob 


36983 
rionales 


Burkh 


ce 38076 
acterale 


38169 
acterale 


ref |NR_026029.1 
08 Helicobacter 
acteraceae; 
ref |NR_026028.1 
; De 
ref|NR_025975.1 
22 Ralstonia syz 
ceae; Ralstonia 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Hel 
ref|NR_025951.1 


Bordetella. 
NR_025950.1 


ae; 


riales; 
NR_025948.1 
88 3809126 Campy 
s; Campylobacte 
ref |NR_025942.1 
54 3818434 Wolin 
s; Helicobacter 
ref|NR_025939.1 
20 Helicobacter 
acteraceae; Hel 
ref|NR_025915.1 
37 Azoarcus tolu 
; Azoarcus. 
ref|NR_025839.1 
95 Rhodocyclus t 


Heli 


59 3699831 Desulf 
sulfomicrobi 


i 


2 
a 


1 
xr 


e 
a 


i 


Helicobacter trogontum 
trogontum Bacteria; 
cobacter. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Ralstonia syzygii 
ygii Bacteria; 
Helicobacter hepaticus 
hepaticus Bacteria; 
cobacter. 
Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter muridarum 
muridarum Bacteria; 
cobacter. 
Azoarcus tolulyticus 
lyticus Bacteria; 


Rhodocyclus tenuis 
enuis Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 

324354 Bacteria_16S 3973556 3973632 4 77 gi| 219846243 |ref|NR_025833.1]| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

324354 Bacteria_16S 4037845 4037921 4 77 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

324354 Bacteria_16S 4060342 4060418 4 77 gi|219846180|ref|NR_025770.1]| Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
324354 Bacteria_16S 4084725 4084801 4 77 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 

324354 Bacteria_16S 4122419 4122495 4 77 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

324354 Bacteria_16S 4176209 4176285 4 YB gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

324354 Bacteria_16S 4177694 4177770 4 77 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
324354 Bacteria_16S 4194536 4194612 4 77 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

324354 Bacteria_16S 50786 50865 1 77 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
324354 Bacteria_16S 204555 204634 1 af gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

324354 Bacteria_16S 537170 537249 1 Be gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

324354 Bacteria_16S 603826 603905 1 77 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

324354 Bacteria_16S 620603 620682 1 77 gi| 265678638 |ref|NR_028943.1| Caminibacter 


hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 


619766 621178 Caminibacter 


324354 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


324354 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; 


lithotrophicum st 
lithotrophicum Ba 


324354 Bacteria_16S 


strain USDA 9030 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
324354 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


324354 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


324354 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


324354 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


324354 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


324354 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


324354 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


324354 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


324354 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


324354 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


324354 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


324354 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


324354 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


324354 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


324354 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


324354 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


324354 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


324354 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


324354 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


324354 Bacteria_16S 


strain K11 16S ri 


G 
324354 Bacteria_16S 


676777 676856 1 77 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
746270 746340 3 71 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1049998 1050077 1 77 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1503523 1503601 4 77 gi 


gi 


1769407 1769486 1 77 
bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2087921 2088000 1 77 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2676558 2676637 1 77 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2964123 2964186 6 66 gi 
ribosomal RNA, partial sequence 


gi 


osomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
184551 184619 6 73 gi 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
264084 264158 6 77 gi 
n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
308087 308161 6 77 gi 
S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
330865 330939 6 77 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
425368 425442 6 77 

RNA, partial sequence 
avobacteriales; Flavobacteriaceae; For 
443900 443974 6 77 gi 
HTCC2559 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
483564 483638 6 77 gi 
train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 
499070 499144 6 77 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500622 500696 6 77 gi 


gi 


265678598 


675861 67745 
Anaero 


ae; 
265678549 


745469 74679 
oraxellace 


265678345 
quence 
urobacteri 

219846475 


16S ribosomal RNA, partial sequence 1502684 15041 
R 


biaceae; 
219878358 


1768558 17700 


tiliaceae; 
219878131 
1 sequence 
sulfurobac 
219857205 


2675717 26771 


tiliaceae; 
219856814 


2963222 29647 


110499 11199 


a. 
265678940 


183663 185179 Clost 


Clostridiu 
265678884 
sequence 


vobacteria 


265678855 


complete sequence 307188 30872 
mamonadace 


265678840 


329993 33159 


265678771 


424476 425990 Formo 
mosa. 


265678759 


equence 
obacterial 


265678729 
sequence 


ynergistal 


265678719 


ence 49817 


riales; Co 
265678718 


6S ribosomal RNA, partial sequence 499730 50125 


etaproteobacteria; Burkholderiales; Comamonadace 
520412 520486 6 77 gi| 265678705 
R-9192 16S ribosomal RNA, partial sequence 51954 
idetes; Flavobacteria; Flavobacteriales; Flavoba 
521940 522014 6 77 gi| 265678704 
n R-9106 16S ribosomal RNA, partial sequence 
ria; Bacteroidetes; Flavobacteria; Flavobacteria 
534123 534197 6 77 gi| 265678696 


bosomal RNA, partial sequence 


ref|NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobact 
ref |NR_028647.1 

1049100 105058 
aceae; Balneari 
ref |NR_026067.1 


hizo 
ref 


bium/Agrobac 
NR_025497.1 


Nautilia. 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref |NR_024833.1 


Lebetimonas. 
ref |NR_024633.1 
20 Streptococcus 


ref 
ridi 
m. 
ref|NR_029190.1 
263191 264674 
les; Flavobacter 
ref|NR_029161.1 


NR_029248.1 
um nexile DS 


Comamonas. 
NR_029145.1 


ae; 
ref 


ref 
saa 


NR_029076.1 
lgae Bacteri 


ref |NR_029064.1 
443005 444493 
es; Flavobacteri 
ref |NR_029034.1 

482698 484170 
es; Synergistace 
ref |NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy’ 
ref|NR_029023.1 


ae; Hydrogenopha 
ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 
521077 522551 
les; Flavobacter 
ref|NR_029001.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 


e 


Uu 


Anaerobaculum mobile 
mobile Bacteria; 


Acinetobacter tandoii 
tandoii Bacteria; 
ic. 
Balnearium 
0 Balnearium 
m. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Streptococcus canis 
canis Bacteria; 


bacillales; Streptococcaceae; Streptococcus. 
3823972 3824047 4 Tt gi| 219846347 |ref|NR_025938.1| Haemophilus 
strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
28085 28159 6 77 gi|265679045|ref|NR_029353.1| Coenonia anatina 
S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
88409 88483 6 77 gi|265679004|ref|NR_029312.1| Capnocytophaga 
n A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
111381 111455 6 V4 gi|265678988|ref|NR_029296.1| Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Clostridium nexile DSM 
M 1787 Bacteria; 


Psychroserpens 
Psychroserpens 
iaceae; Psychroserpens. 
Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Formosa algae strain 
a; Bacteroidetes; 


Croceibacter 
Croceibacter 

aceae; Croceibacter. 
Dethiosulfovibrio 
Dethiosulfovibrio 

ae; Dethiosulfovibrio. 
Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Flavobacterium 
acterium micromati 
obacterium. 
Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 
Ottowia thiooxydans 


533233 534757 Ottowia thiooxydans Bacteria; 


324354 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; 
324354 Bacteria_16S 


valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 57735 
valerianellae Bacteria; 


324354 Bacteria_16S 
mesophilus strain 
Bacteria; 
324354 Bacteria_16S 
strain ASpGl1 16S 
Spirochaetes; 
324354 Bacteria_16S 
phenolica strain 
Bacteria; 
Pseudoalteromonas. 
324354 Bacteria_16S 


ruestringensis strain Bl 16S ribosomal RNA, partial sequence 
ruestringensis Bacteria; 


324354 Bacteria_16S 
strain IMI 359870 
Proteobacteria; 
324354 Bacteria_16S 


strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Proteobacteria; 
324354 Bacteria_16S 


pseudoflava strain GA3 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


324354 Bacteria_16S 


taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; 


Hydrogenophaga. 
324354 Bacteria_16S 


Sphingobacteria; 


Bacteroidetes; 


Spirochaetales; 


570810 570884 6 


576754 576828 6 


Proteobacteria; 
602232 602306 6 


Flavobacteria; 


792972 793046 6 


809855 809917 17 


864589 864663 6 


Bacteroidetes; 


942613 942687 6 


944176 944250 6 


945739 945813 6 


947299 947373 6 


948865 948939 6 


77 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


77 


77 


77 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


79 


77 


77 


77 


77 


77 


77 


strain PHL 16S ribosomal RNA, partial sequence 


Proteobacteria; 
324354 Bacteria_16S 


950426 950500 6 


Betaproteobacteria; Burkholderiales; 


77 


strain 133 16S ribosomal RNA, partial sequence 


Proteobacteria; 
324354 Bacteria_16S 


951985 952059 6 


Betaproteobacteria; Burkholderiales; 


77 


strain 146 16S ribosomal RNA, partial sequence 


Proteobacteria; 
324354 Bacteria_16S 


strain BARC318 16S ribosomal RNA, 
Tenericutes; Mollicutes; 


324354 Bacteria_16S 
subsp. socranskii 
socranskii subsp. 
324354 Bacteria_16S 
strain IC166 16S 
Bacteroidetes; 
324354 Bacteria_16S 


Flavobacteria; 


982513 982587 6 
Entomoplasmatales; 
984098 984172 6 


1028505 1028579 6 


1037680 1037754 6 


Betaproteobacteria; Burkholderiales; 


77 


77 


Spirochaetes; 


77 


ribosomal RNA, partial sequence 
Flavobacteriales; 


77 


strain 7-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
324354 Bacteria_16S 
vladivostokensis 
vladivostokensis 
Vitellibacter. 

324354 Bacteria_16S 
strain QSSC1-22 1 
Bacteroidetes; 
324354 Bacteria_16S 


ATCC 700755 16S ribosoma 


Bacteria; 
324354 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 
324354 Bacteria_16S 


ochracea DSM 7271 16S ribosomal 
Bacteroidetes; 


7271 Bacteria; 
324354 Bacteria_16S 


tataouinensis TTB310 16S ribosomal RNA, partial sequence 


Bacteria; 


6S ribo 
Flavobacteria; 


Bacteroidetes; 


11002 
11002 


1072538 1072612 6 
Bacteroidetes; 


1125381 1125455 6 


somal RNA, partial sequence 1124514 11259 
Flavobacteriales; Cryomorphaceae; C 
1167604 1167678 6 77 gi| 228719858 
1 RNA, partial sequence 1166738 11681 
Flavobacteria; Flavobacteriales; Flavoba 
1172220 1172294 6 77 gi| 228719312 


Bacteria; 
1173784 1173858 6 


Flavobacteria; 
1198012 1198086 6 


77 


77 


77 


Flavobacteriales; 


77 


gi 
56 


gi 


Betaproteobacteria; 


gi 


2SM29 16S ribosomal RNA, partial sequence 60134 
Flavobacteriales; 


gi 
79 


Spirochaeta. 


gi 


O-BC30 16S ribosomal RNA, partial sequence 80896 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


Flavobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi 


gi 


gi 


gi 


947973 949 
Comamonadace 


gi 


949535 951 
Comamonadace 


gi 
95 


gi 


complete sequence 981620 98314 
Entomoplasmataceae; 


gi 


strain D56BRIII6 16S ribosomal RNA, partial seq 
socranskii Bacteria; 


gi 


gi 


1036784 10382 
Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


strain KMM 3516 16S ribosomal RNA, partial seque 
Flavobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Synergistetes; 


gi 


RNA, partial sequence 


gi 


Sph 


Comamonadace 


Spirochaetal 


1027642 10290 
Flavobacteriaceae 


Synergistia; 


265678672 
9932 57142 


265678668 


265678651 


265678517 


2094 79356 


265678506 


265678469 


265678417 


94171 


265678416 


265678415 


94484 


265678414 


265678413 
48 


265678412 
04 


265678411 
1100 95259 


265678389 


E 


265678388 


265678359 


265678353 


265678329 
Flavobac 


224581403 


11713 
Syn 


228719222 
11729 
Fl 


ingobacteriaceae; 


Burkholderiales; 


Flavobacteriaceae; 


Flavobacteriales; 


Comamonadaceae; 


Burkholderiales; 


ref |NR_028977.1 


ref |NR_028973.1 


4 


ref|NR_028956.1 
4 602854 Gelidi 
Geli 


ref|NR_028820.1 


ref|NR_028809.1 


ref|NR_028772.1 

863710 865135 
Flavobac 
ref|NR_028719.1 
4 943232 Comamo 
Comamonas. 
ref|NR_028718.1 
Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydrog 
Hy 
ref|NR_028716.1 

946409 947922 


ref|NR_028715.1 


Acidovorax. 
NR_028714.1 


ae; 
ref 


Acidovorax. 
NR_028713.1 


ae; 
ref 


ae; Curvibacter. 
ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_028690.1 
uence 983192 
es; Spirochaetac 
ref|NR_028661.1 
54 Cellulophaga 
; Cellulophaga. 
ref |NR_028655.1 


Curvibacter. 
NR_028631.1 
107168 
Flavob 


ae; 
ref 
nce 
teriales; 
ref |NR_027184.1 
ryomorpha. 
ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_027581.1 


avobacteriaceae 


228715504 


Comamonadaceae; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 
Pedobacter. 


Acidovorax 

Acidovorax 
Acidovorax. 
Gelidibacter 

bacter mesophilus 
dibacter. 

Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Pseudoalteromonas 


8 810417 Pseudoalteromonas phenolica 
Pseudoalteromonadaceae; 


Muricauda 

Muricauda 

teriaceae; Muricauda. 
Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 


Comamonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Entomoplasma freundtii 


freundtii Bacteria; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Cellulophaga algicola 


algicola Bacteria; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Vitellibacter 
7 1073086 Vitellibacter 
acteriaceae; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Psychroflexus torquis 
torquis ATCC 700755 


Psychroflexus. 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Capnocytophaga 


00 1174354 Capnocytophaga ochracea DSM 
7 


Capnocytophaga. 


ref|NR_027534.1 


Ramlibacter 


1197131 1198567 Ramlibacter tataouinensis 


TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 


324354 Bacteria_16S 
colombiense DSM 1 
12261 Bacteria; 
324354 Bacteria_16S 
subsp. paredis st 
socranskii subsp. 
324354 Bacteria_16S 
subsp. buccale st 
socranskii subsp. 
324354 Bacteria_16S 
OT-1 16S ribosoma 
Flavobacteria; Fl 
324354 Bacteria_16S 
naphthalenivorans 
CJ2 Bacteria; 
324354 Bacteria_16S 
denitrificans str 
denitrificans K60 
Alicycliphilus. 

324354 Bacteria_16S 
strain OMZ833 16S 
Spirochaetes; Spi 
324354 Bacteria_16S 
strain KMM 426 16 
Bacteroidetes; Fl 
324354 Bacteria_16S 


1 Bacteria; 


avobacteria; 


1523094 1523168 6 


1544528 1544602 6 


1549049 1549123 6 


77 


ribosomal RNA, partial sequence 
rochaetales; 


77 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


77 


strain B8 16S ribosomal RNA, partial sequence 


Proteobacteria; 
324354 Bacteria_16S 


1550515 1550589 6 


77 


strain B6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
324354 Bacteria_16S 
citratiphilum str 
Bacteria; Proteob 
324354 Bacteria_16S 


frigoris strain R-9014 16S ribosomal RNA, partial sequenc 
Flavobacteriale 


Bacteria; Bactero 
324354 Bacteria_16S 
gelidilacus strai 
gelidilacus Bacte 
324354 Bacteria_16S 


faecium strain DSM 11690 


idetes; 


n R-8899 
ria; 


1551983 1552057 6 


1627766 1627840 6 


Flavobacteria; 
1713174 1713248 6 


Bacteroidetes; 
1714712 1714786 6 


77 


77 


77 


77 


ain K601 16S ribosomal RNA, partial sequ 
Proteobacteria; 


gi 


1522207 15236 
Spirochaetaceae; Treponema. 


gi 


1543657 15451 
Flavobacteriaceae; 


gi 


1548180 15495 
Betaproteobacteria; Burkholderiales; Aquabacterium. 


gi 


1549646 15510 
Betaproteobacteria; Burkholderiales; Aquabacterium. 


gi 


ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


gi 


gi 


Flavobacteria 


gi 


ence 


Betaproteobacteria; 


219857543 


219857262 


219857245 


219857244 


219857243 
ence 15511 
riales; 
219878458 
e 16269 
S; 
219878399 


16S ribosomal RNA, partial sequence 
Flavobacteria; 


219878398 


16S ribosomal RNA, partial sequence 


faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobact 
Sphingobacterium. 

324354 Bacteria_16S 1716246 1716320 6 77 gi| 219878397 |ref|NR_025536.1 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 17168 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
324354 Bacteria_16S 1717800 1717874 6 77 gi| 219878396 |ref|NR_025535.1 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 17183 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
324354 Bacteria_16S 1719322 1719396 6 77 gi| 219878395 |ref|NR_025534.1 
strain A37 16S ribosomal RNA, partial sequence 1718445 17199 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
324354 Bacteria_16S 2063332 2063406 6 77 gi| 219878148 |ref|NR_025287.1 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
324354 Bacteria_16S 2064855 2064929 6 77 gi| 219878147 |ref|NR_025286.1 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
324354 Bacteria_16S 2097020 2097094 6 77 gi|219878124|ref|NR_025263.1 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteri 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

324354 Bacteria_16S 2142426 2142500 6 77 gi|219857640|ref|NR_025229.1 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 214301 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
324354 Bacteria_16S 2178804 2178878 6 77 gi|219857614|ref|NR_025203.1 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 217937 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comam 
324354 Bacteria_16S 2180284 2180358 6 77 gi|219857613|ref|NR_025202.1 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2 


omnivorum Bacteria; 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


ref 


ref 


Ar 


ref 


ref 


ref 


ref 


ref 


les; 
ref 


1480151 14816 
Burkholderiales; 


95 Aquabacterium 


61 Aquabacterium 


12 1552529 Aquab 
Aquaba 


01 1628368 Flavob 
Flavobacter 


1712309 17137 


1713828 17153 


5 


NR_025131.1 


NR_024893.1 


enibacter. 
NR_024875.1 


NR_024874.1 


NR_024871.1 
a 
cterium. 
NR_025597.1 


iaceae; 
NR_025538.1 
7 

Flavobacter 
NR_025537.1 
2 


1200934 1201008 6 77 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
2261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 
1252170 1252244 6 77 gi|219857241|ref|NR_024869.1| Treponema socranskii 
rain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
1253697 1253771 6 77 gi|219857240|ref|NR_024868.1| Treponema socranskii 
rain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
1374992 1375066 6 i gi|228717906|ref|NR_027568.1| Kordia algicida strain 
1 RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Kordia. 
1376531 1376605 6 77 gi|228717818|ref|NR_027567.1| Polaromonas 
CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
1481032 1481106 6 77 gi|219878371|ref|NR_025510.1] Alicycliphilus 


2 Alicycliphilus 
Comamonadaceae; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Flavobacterium 
acterium frigoris 


Flavobacterium. 


Flavobacterium 

7 Flavobacterium 

iaceae; Flavobacterium. 
Sphingobacterium 

1 Sphingobacterium 

eriaceae; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Mesonia algae strain 
a; Bacteroidetes; 


Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Ramlibacter 

0 Ramlibacter 

onadaceae; Ramlibacter. 
Flavobacterium 


179421 2180886 Flavobacterium 
Flavobacteriaceae; 


Flavobacterium. 


324354 Bacteria_ 


xinjiangense stra 
xinjiangense Bact 
324354 Bacteria_16S 
azotonutricium st 
azotonutricium Ba 
324354 Bacteria_16S 


strain KF46F 16S 
Proteobacteria; 


Proteobacteria; 


Bacteria; 


Bacteria; 


Proteobacteria; 


strain CCUG 2113 
Proteobacteria; 


Proteobacteria; 


strain ILE-3 16S 
Synergistetes; 


strain ACAM 81 16 
Bacteroidetes; 


Bacteria; 


strain KMM 3677 1 
Bacteroidetes; 


strain KMM 3676 1 
Bacteroidetes; 


strain KMM 3526 1 
Bacteroidetes; Fl 


324354 Bacteria_16S 
holothuriorum str 


holothuriorum Bac 
Salegentibacter. 


324354 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


324354 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


324354 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


324354 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


324354 Bacteria_16S 


B 
324354 Bacteria_16S 
strain KCTC 12005 
B 
324354 Bacteria_16S 
marinus strain sr 
Synergi 
324354 Bacteria_16S 
galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; 
324354 Bacteria_16S 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 24116 
Proteobacteria; Betaproteobacteria; Burkholderiales; Te 
324354 Bacteria_16S 
frigidarium strai 
Bactero 
324354 Bacteria_16S 
strain DSM 1105 1 
B 
324354 Bacteria_16S 
palleronii strain 
palleronii Bacter 
324354 Bacteria_16S 


B 
324354 Bacteria_16S 
strain ATCC 19624 
B 
324354 Bacteria_16S 


Sy 
324354 Bacteria_16S 


Fl 
324354 Bacteria_16S 
intermedia strain 
Proteob 
324354 Bacteria_16S 


Fl 
324354 Bacteria_16S 


Fl 
324354 Bacteria_16S 


16S 2181800 2181874 6 77 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 
2270153 2270227 6 77 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 
2304853 2304927 6 77 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2315499 2315573 6 77 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2351659 2351733 6 77 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2392776 2392850 6 77 gi 


1 


2411017 2411091 6 77 


gi 
pi 
2433831 2433905 6 77 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2436842 2436912 4 71 gi 


nc 
S; 


etaproteobacteria; Burkholderiales; Bu 
2543606 2543680 6 V7 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria; 
2545163 2545237 6 77 gi 


s 


etaproteobacteria; Burkholderiales; Coma 
2546719 2546793 6 77 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2560513 2560587 6 77 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2632702 2632776 6 77 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
2645053 2645127 6 77 gi 
S1 16S ribosomal RNA, partial sequenc 


ma. 


ae 


ct 


e 


av 


ma. 


ma. 


ne 


rk 


219857612 
sequence 
obacteri 

219857553 
se 


Sp 


quence 


quence 


dimonas. 


219857432 

24329 
Flavoba 
219857430 
6S ribosomal RNA, partial sequence 2436004 24374 
holderia 
219857348 


e 


equence 


’ 


nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 


irochaet 
219857526 
2303983 23054 
monadace 
219857519 
23146 
monadace 
219857493 
23507 
rgistace 
219857465 
se 
Flavobact 
219857453 


Burkhold 
219857347 
16S ribosomal RNA, partial sequence 2544276 25457 
monadace 
219857346 
25458 
monadace 
219857337 
2559665 25611 
Aminob 
219857237 
2631843 26332 
eriaceae 
219857228 
26441 


Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 


ref|NR_025201.1 
180937 218240 
ales; Flavobacte 
ref|NR_025141.1] Treponema 
2269277 2270739 Treponema 
aceae; Treponema. 
ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 
ae; Xenophilus. 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref |NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
NR_025053.1 
2391886 239336 
eriales; Flavobacteriaceae; Zobellia. 
ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


ND 


Comamonas koreensis 
nas koreensis Bacteria; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Zobellia 
8 Zobellia 


ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flavobacterium. 
ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024936.1| Hydrogenophaga 

2542716 2544225 Hydrogenophaga 
eriales; Comamonadaceae; Hydrogenophaga. 
ref |NR_024935.1| Acidovorax facilis 
86 Acidovorax facilis Bacteria; 
ae; Acidovorax. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 
acterium. 
ref|NR_024865.1| Flavobacterium xanthum 
96 Flavobacterium xanthum Bacteria; 
; Flavobacterium. 
ref |NR_024856.1 
82 2645662 Hydrog 


Flavobacterium 
acterium frigidarium 


Hylemonella gracilis 
nella gracilis Bacteria; 


Hydrogenophaga 
enophaga intermedia 


acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

2684165 2684239 6 77 gi|219857200|ref|NR_024828.1| Zobellia russellii 
6S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

2685607 2685681 6 77 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
6S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

2687076 2687150 6 v7 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
6S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

2691563 2691637 6 77 gi|219857195|ref|NR_024823.1| Salegentibacter 
ain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

2711006 2711080 6 77 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
6S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2738217 2738291 6 77 gi|219857162|ref|NR_024790.1| Arenibacter 
n KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

2742610 2742684 6 77 gi|219857159|ref|NR_024787.1| Flavobacterium 
T-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

2744124 2744198 6 77 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
osomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

2749826 2749900 6 DY gi|219857154|ref|NR_024782.1| Diaphorobacter 


2748935 2750455 Diaphorobacter 


nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Diaphorobacter. 
324354 Bacteria_16S 


amylolyticum strain MBIC4355 16S ribosomal RNA, partial 
amylolyticum Bacteria; 


324354 Bacteria_16S 
mesophilum strain 
mesophilum Bacteria; 
324354 Bacteria_16S 


CMN3 16S ribosomal RNA, partial sequence 


Spirochaetales; 
324354 Bacteria_16S 
strain IAM 12409 
Proteobacteria; 

324354 Bacteria_16S 


saccharophila strain DSM 654 16S ribosomal RNA, partial 
saccharophila Bacteria; 


324354 Bacteria_16S 


es 
2 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; 


324354 Bacteria_16S 


2811650 2811724 6 


Bacteroidetes; 
2813144 2813218 6 


Bacteroidetes; 
2844990 2845064 6 
2848082 2848156 6 
2849643 2849717 6 

Proteobacteria; 


2862058 2862132 6 


2962574 2962648 6 


77 


Flavobacteria; 


77 


77 


2844116 2845615 Borrelia 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 


TF 
q4 
Betapro 


77 


77 


strain 176 16S ribosomal RNA, partial sequence 


Firmicutes; 
324354 Bacteria_16S 
strain BSB411 16S 
Proteobacteria; 
324354 Bacteria_16S 


Lactobacillales; 


ribosomal RNA, 


3014383 3014457 6 


3204892 3204966 6 


Streptococcaceae; 


77 


complete sequence 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


77 


strain HA2P 16S ribosomal RNA, partial sequence 


Spirochaetes; 
324354 Bacteria_16S 
strain Feox-1 16S 
Proteobacteria; 
324354 Bacteria_16S 
strain Z-7692 16S 
Spirochaetes; 
324354 Bacteria_16S 
strain Z-7491 16S 
Spirochaetes; 
324354 Bacteria_16S 
strain Z-7591 16S 
Spirochaetes; 
324354 Bacteria_16S 
strain Anox B 16S 
Proteobacteria; 
324354 Bacteria_16S 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 

324354 Bacteria_16S 
gingivalis strain 
gingivalis Bacteria; 
324354 Bacteria_16S 
filamentus strain 
Bacteria; 
324354 Bacteria_16S 
strain C8ST5 16S 
Bacteroidetes; 
324354 Bacteria_16S 


612 


Spirochaetales; 


ribosomal RNA, 


Spirochaetales; 


Spirochaetales; 


Spirochaetales; 


Bacteroidetes; 


Flavobacteria; 


3269766 3269840 6 


3315458 3315532 6 


3316982 3317056 6 


3318504 3318578 6 


3589987 3590061 6 


3605368 3605442 6 
Bacteria; 
3606905 3606979 6 


Bacteroidetes; 
3681241 3681315 6 


Flavobacteria; 
3702274 3702348 6 


3717217 3717293 4 


Spirochaetaceae; Treponema. 


Wh: 


complete sequence 
Betaproteobacteria; Burkholderiales; Leptothrix. 


77 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


77 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


77 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


77 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 


77 


ATCC 33612 16S ribosomal RNA, partial 
Bacteroidetes; 


EF 


77 


ATCC 33624 16S ribosomal RNA, partial 
Flavobacteria; 


77 


215 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


77 


ribosomal RNA, partial sequence 
Flavobacteriales; 


77 


strain E-37 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


324354 Bacteria_16S 


franzmannii strain 301 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 
324354 Bacteria_16S 


Bacteroidetes; 


3793473 3793547 6 


Flavobacteria; 
3794966 3795040 6 


77 


77 


strain 34-P 16S ribosomal RNA, partial sequence 


Proteobacteria; 
324354 Bacteria_16S 


3854135 3854209 6 


Betaproteobacteria; Burkholderiales; 


77 


strain SS-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
324354 Bacteria_16S 


strain Hk501 16S ribosomal RNA, partial sequence 


3915297 3915371 6 


Betaproteobacteria; Burkholderiales; 


77 


219857109 
sequence 


gi 


gi|219857108 


MBIC1140 16S ribosomal RNA, partial sequence 
Flavobacteria; 


gi|219856894 


gi| 219856892 


16S ribosomal RNA, partial sequence 2847193 28487 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


219856891 
sequence 

ia; 
19856883 


gi 


teobacte 
gi 


gi|219856815 

2961676 29631 
Streptococcus. 
gi|219846914 
3013492 30150 


gi|219846785 
3204032 32054 


gi| 219846741 
3268876 32703 


gi| 219846710 
3314589 33160 
Spirochaeta. 

gi| 219846709 
3316113 33175 
Spirochaeta. 

gi| 219846708 
3317638 33191 
Spirochaeta. 

gi| 219846516 
3589120 35906 
Ideonella. 
gi| 219846503 
sequence 
lavobacteria; 


219846502 
sequence 


gi 


219846450 
36803 


gi 


gi|219846435 
3701387 37028 


Flavobacteriaceae; Gelidibacter. 


gi|219846425 


3716418 37177 
gi| 219846368 
37926 


gi|219846367 
3794096 37955 


gi| 219846326 
3853246 38547 
Leptothrix. 

gi|219846284 
3914434 39158 


Flavobacteriales; 


Flavobacteriales; 


Burkholderiales; 


sequence 
Burkholderiales; 


Flavobacteriales; 


Flavobacteriales; 


Flavobacteriaceae; 


Comamonadaceae; 


ref|NR_024737.1| Tenacibaculum 

2810779 2812222 Tenacibaculum 
Flavobacteriaceae; Tenacibaculum. 
ref |NR_024736.1| Tenacibaculum 

2812273 2813716 Tenacibaculum 
Flavobacteriaceae; Tenacibaculum. 
NR_024713.1| Borrelia sinica strain 
sinica Bacteria; Spirochaetes; 


ref 


ref|NR_024711.1| Delftia acidovorans 

14 Delftia acidovorans Bacteria; 
Delftia. 

ref|NR_024710.1] Pelomonas 


2848765 2850266 Pelomonas 
Comamonadaceae; Pelomonas. 
ref|NR_024702.1| Curvibacter 

2861171 2862678 Curvibacter 
Comamonadaceae; Curvibacter. 
ref|NR_024634.1| Streptococcus porcinus 


71 Streptococcus porcinus Bacteria; 


ref|NR_026506.1| Acidovorax defluvii 
17 Acidovorax defluvii Bacteria; 
Acidovorax. 
ref|NR_026377.1] Treponema amylovorum 
74 Treponema amylovorum Bacteria; 


ref |NR_026333.1| Leptothrix mobilis 
96 Leptothrix mobilis Bacteria; 


ref|NR_026302.1| Spirochaeta africana 
62 Spirochaeta africana Bacteria; 


ref|NR_026301.1| Spirochaeta alkalica 
87 Spirochaeta alkalica Bacteria; 


ref|NR_026300.1| Spirochaeta asiatica 
06 Spirochaeta asiatica Bacteria; 


ref|NR_026108.1| Ideonella dechloratans 
19 Ideonella dechloratans Bacteria; 


ref|NR_026095.1 
3604483 360597 


Capnocytophaga 
1 Capnocytophaga 
Flavobacteriaceae; 


ref|NR_026094.1 
3606022 360747 


Capnocytophaga 
4 Capnocytophaga 
Flavobacteriaceae; Capnocytophaga. 
ref|NR_026041.1| Polaribacter 
74 3681813 Polaribacter filamentus 
Polaribacter. 
ref|NR_026026.1| Gelidibacter algens 
64 Gelidibacter algens Bacteria; 


ref|NR_026016.1| Sagittula stellata 
90 Sagittula stellata Bacteria; 
Sagittula. 
ref|NR_025959.1| Polaribacter 
06 3794045 Polaribacter franzmannii 
Flavobacteriaceae; Polaribacter. 
ref|NR_025958.1| Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 
Polaromonas. 
ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


ref|NR_025874.1| Borrelia tanukii 
00 Borrelia tanukii Bacteria; 


Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 


324354 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 


Spirochaetales; 


Spirochaetes; 


denitrificans Bac 


324354 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 
324354 Bacteria_ 
strain KMM 6050 1 
Bacteroidetes; Fl 
324354 Bacteria 
strain KMM 6020 1 
Bacteroidetes; Fl 
324354 Bacteria 
strain KMM 6034 
Bacteroidetes; 


Fl 


324354 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


324354 Bacteria_16S 
n KMM 6049 16S ribosomal RNA, partial 


mishustinae strai 
mishustinae Bacte 


324354 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


324354 Bacteria_16S 
KMM 3906 16S ribosomal RNA, partial s 
Flavobacteria; 


epiphytica strain 
epiphytica Bacter 


324354 Bacteria_16S 
in KMM 3907 16S ribosomal RNA, partial 
Flavobacteria; 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


324354 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


Ss 
324354 Bacteria_16S 
strain HT31 16S r 
Spi 
324354 Bacteria_16S 
denitrificans str 


16S 
6S ribosomal RNA, partial sequence 3985718 39871 


16S 
6S ribosomal RNA, partial sequence 3987206 39886 


16S 
6S ribosomal RNA, partial sequence 3988683 39901 


3916713 3916787 6 


3933693 3933767 6 
ibosomal RNA, partial 
rochaetales; 
3972057 3972131 6 


teria; 
3982121 3982195 6 


Proteobacteria; 
avobacteria; 
3986591 3986665 6 


avobacteria; 
3988068 3988142 6 


avobacteria; 
3989546 3989620 6 


avobacteria; 
3991037 3991111 6 


avobacteriales; 
3992533 3992607 6 


Bacteroidetes; 
4013521 4013595 6 


ria; 
avobacteria; 
4015000 4015074 6 


Bacteroidetes; 
4016479 4016553 6 


ia; 


eria; Bacteroidetes; 


4081672 4081746 6 


Bacteroidetes; Fl 


324354 Bacteria_16S 
strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 40 


Bacteroidetes; Fl 


324354 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


324354 Bacteria_16S 
ain KMM 3903 16S ribosomal RNA, partia 


sedimenticola str 
sedimenticola Bac 


324354 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


324354 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


324354 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


strain KMM 3902 1 
Bacteroidetes; Fl 


324354 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


324354 Bacteria_16S 
strain Y10-2 16S ribosomal RNA, partial sequence 


teria; 
324354 Bacteria_16S 


4087811 4087885 6 


avobacteria; Flavobact 
4089302 4089376 6 


avobacteria; Flavobact 
4090791 4090865 6 


6S ribosomal RNA, partial sequence 4089922 40 


avobacteria; Flavobact 
4092287 4092361 6 


teria; Bacteroidetes; 
4093768 4093842 6 


6S ribosomal RNA, partial sequence 4092900 40 


avobacteria; Flavobact 
4145455 4145529 6 
ain LD- 
teria; Tenericutes; Mo 
4147020 4147094 6 
ain PUP 
Tenericutes; Mo 
4162506 4162580 6 
6S ribo 
avobacteria; Flavobact 
4189941 4190015 6 


s strain K14 16S ribosomal RNA, partia 
Betaproteo 


s Bacteria; Proteobact 


4227776 4227850 6 


ain AS-Pl 16S ribosomal RNA, partial s 


6S ribosomal RNA, partial sequence 3981260 39826 
Flavobacteriales; 


Flavobacteriales; 


Flavobacteriales; 


Flavobacteriales; 


somal RNA, partial sequence 3990163 3991609 Piboc 


6S ribosomal RNA, partial sequence 4012648 40140 
Flavobacteriales; 


77 


77 


77 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
324354 Bacteria_16S 
strain KMM 3951 16S ribosomal RNA, partial sequence 4086933 40 


77 


eriales; 
77 


eriales; 
77 


eriales; 
77 


Flavobacteria; 


77 


eriales; 
77 


1B 16S ribosomal RNA, partial s 


llicutes; 
77 


-1 16S ribosomal RNA, partial s 


llicutes; 
77 


somal RNA, partial sequence 4161641 41630 


eriales; 
77 


eria; 


77 


¥ 
ref 


cteriaceae 
219846213 
equence 
obacterial 
219846212 
sequence 
avobacteri 


Flavoba 
gi 


Flav 
gi 


es; 
ref 
Fl ales 
219846165 
4080799 40822 
pidimonas. 
219846161 
883 


gi ref 


gi ref 


Flavobacteriaceae; Maribacter. 
gi|219846160|ref|NR_025750.1 
898 
Flavobacteriaceae; Maribacter. 
gi|219846159|ref|NR_025749.1 
913 
Flavobacteriaceae; Maribacter. 
gi|219846158|ref|NR_025748.1 
1 sequence 4091411 409284 
Flavobacteriales; Flavobact 
gi| 219846157 |ref|NR_025747.1 
943 


cteriac 
219846117 
equence 
plasmatale 
219846116 
equence 
plasmatale 
219846106 


Flavoba 
gi 


eae; Ar 
ref 

4 
s; S 
ref 

4 
s; S 
ref 


Entomo 
gi 


Entomo 
gi 


; Al 
ref 


cteriaceae 
219846083 
1 sequence 
bacteria; 


Flavoba 
gi 


rs 


Burk 


gi|219846050|ref 


4014130 401555 


4015607 401703 


144567 41460 


146134 41476 


189049 41905 


nogradskyell 
NR_025803.1 


Flavobacteri 
NR_025802.1 


v 


Flavobacte 


NR_025755.1 


NR_025751.1 


enibacter. 
NR_025707.1 
8 
piroplasmata 
NR_025706.1 
4 
piroplasmata 
NR_025696.1 


gibacter. 
NR_025673.1 
6 


holderiales; 


77 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
gdorferi group. 
TT gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 
sequence 3932829 3934196 Borrelia miyamotoi Bacteria; 
Spirochaetaceae; Borrelia. 
77 gi|219846244|ref|NR_025834.1| Brachymonas 
equence 3971185 3972636 Brachymonas 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
Tt gi|219846237|ref|NR_025827.1| Bizionia paragorgiae 
84 Bizionia paragorgiae Bacteria; 
Flavobacteriaceae; Bizionia. 
77 gi|219846234|ref|NR_025824.1| Gramella echinicola 
55 Gramella echinicola Bacteria; 
Flavobacteriaceae; Gramella. 
77 gi|219846233|ref|NR_025823.1| Aquimarina muelleri 
32 Aquimarina muelleri Bacteria; 
Flavobacteriaceae; Aquimarina. 
77 gi|219846232|ref|NR_025822.1| Gillisia mitskevichiae 
12 Gillisia mitskevichiae Bacteria; 
Flavobacteriaceae; Gillisia. 
77 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
ella ponti Bacteria; Bacteroidetes; 
Flavobacteriaceae; Pibocella. 
V4 gi|219846230|ref|NR_025820.1| Salegentibacter 
sequence 3991660 3993097 Salegentibacter 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
77 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 
Wi 


a. 

Winodgradskyella 

6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 
riaceae; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Algibacter lectus 


67 Algibacter lectus Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


NR_025640.1 


Aequorivita lipolytica 


4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 


324354 Bacteria_16S 4229248 4229322 6 Tt gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
strain SW49 16S ribosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

324354 Bacteria_16S 482063 482139 4 77 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

324354 Bacteria_16S 485107 485153 6 Si gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

324354 Bacteria_16S 1105562 1105635 6 77 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

324354 Bacteria_16S 1169143 1169189 6 Si gi|228719827|ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

324354 Bacteria_16S 1338530 1338603 6 77 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 

324354 Bacteria_16S 2106127 2106173 6 51 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
324354 Bacteria_16S 2694479 2694525 6 51 gi|219857192|ref|NR_024820.1| Borrelia turcica 


strain IST7 16S r 
Spi 


Spirochaetes; 
324354 Bacteria_ 
strain Co53T 16S 
Spirochaetes; 
324354 Bacteria_ 


Spi 


ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
16S 3760391 3760437 6 51 gi 
ribosomal RNA, partial sequence 
rochaetales; 
16S 


Spirochaetaceae; Borrelia 
3807071 3807147 4 77 gi 


2693690 26949 


219846392 
3759507 37610 


219846358 


ref|NR_025983.1 


ref |NR_025949.1 


59 Borrelia turcica Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Bordetella 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
324354 Bacteria_16S 3814747 3814793 6 51 gi|219846353|ref|NR_025944.1| Salegentibacter 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 3813879 3815349 Salegentibacter 
salegens Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
324354 Bacteria_16S 3843579 3843625 6 51 gi|219846333|ref|NR_025923.1| Flavobacterium 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 3844177 Flavobacterium 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
324354 Bacteria_16S 3935085 3935131 4 49 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 


strain Karp 16S r 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
324354 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; 


strain IMT37 16S 


Proteobacteria; 


halorespirans Bac 
Sulfurospirillum. 


324354 Bacteria_16S 
autotrophica stra 
autotrophica Bact 


Sulfurimonas. 


324354 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


324354 Bacteria_16S 


denitrificans str 
denitrificans Bac 


324354 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


324354 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


324354 Bacteria_16S 
deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 


Fl 
324354 Bacteria_16S 
abactoclasticum s 
abactoclasticum B 
324354 Bacteria_16S 


G 
324354 Bacteria_16S 
halorespirans str 


ibosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; P 
866063 866139 4 77 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


1054433 1054509 4 77 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1936666 1936742 4 77 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
2353178 2353254 4 tt gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2671973 2672049 4 77 gi 


rd: 


ue 
ri 


psilonproteobacteria; Campylobacterale 
2721559 2721635 4 77 gi 
rain 42BKT 16S ribosomal RNA, partial 

cteria; Proteobacteria; Epsilonproteob 


Ss; 


se 
ac 


3934247 39357 


kettsiaceae; Rickettsieae; 
4114801 4114847 6 51 gi|219846141|ref|NR_025731.1 
6S ribosomal RNA, partial sequence 4113936 41153 
avobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 
298869 298943 6 77 gi| 265678861 |ref|NR_029167.1 
train 6-1 16S ribosomal RNA, partial sequence 298000 299445 
acteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplas 
821934 822006 6 75 gi| 265678498 |ref|NR_028801.1 
ribosomal RNA, partial sequence 821061 82256 


seudomonad 
265678468 
sequence 
cteria; 


265678341 
uence 


teria; 


219878237 
eq 


219857492 
219857208 
6S ribosomal RNA, partial sequence 2671138 26725 


219857174 


aceae; Pseudomon 
ref|NR_028771.1 
865186 866674 


mpylobacterales; 


Ca 


ref|NR_028643.1 
1053566 105500 
Campylobacterales; 


ref |NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_024802.1 

2720705 272211 
ulfurovum. 


uence 
a; Burkh 


nce 


a; Burkh 


Helicob 


quence 


teria; S 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Anaeroplasma 
Anaeroplasma 


mataceae; Anaeroplasma. 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Comamonas 
7 Comamonas 
monadaceae; 
Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Helicobacter ganmani 


Comamonas. 


ganmani Bacteria; 


cobacter. 
Sulfurovum 
0 Sulfurovum 


3137932 3138008 4 77 gi 


219846830 


ref|NR_026422.1 
313708 


Sulfurospirillum 
4 3138514 


Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Campylobacteraceae; 
324354 Bacteria_16S 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
324354 Bacteria_16S 
capsulatus strain 
Bacteria; 
324354 Bacteria_16S 
aggregatus strain 


324354 Bacteria_16S 


Sulfurospirillum. 
3212390 3212466 4 


3577715 3577791 4 


216 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


3579179 3579255 4 


3635368 3635444 4 


77 


77 


complete sequence 


77 


77 


gi 


gi 


gi 


IFAM 1003 16S ribosomal RNA, partial 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


strain MIT 95-1707 16S ribosomal RNA, partial sequence 


Bacteria; 
324354 Bacteria_16S 


strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


324354 Bacteria_16S 


3647556 3647632 4 


3819342 3819418 4 


77 


77 


strain 165 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


324354 Bacteria_16S 


acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequ 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
324354 Bacteria_16S 


3820875 3820951 4 


3826985 3827061 4 


77 


77 


strain CS1 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


324354 Bacteria_16S 


nitrofigilis strain CI 16S ribosomal RNA, partial sequence 


Bacteria; 
324354 Bacteria_16S 


3869299 3869375 4 


241441 241515 4 


77 


77 


strain 717 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


complex. 
324354 Bacteria_16S 


267072 267147 4 


77 


strain OXB 16S ribosomal RNA, partial sequence 


324354 Bacteria_16S 


274633 274681 4 


51 


strain S-16 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


324354 Bacteria_16S 


californicum strain ST-6 16S ribosomal RNA, partial sequence 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


324354 Bacteria_16S 


ammonificans strain HB-1 16S ribosomal RNA, partial sequence 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 


324354 Bacteria_16S 


300386 300434 4 


408324 408399 1 


543270 543349 1 


51 


73 


77 


strain JR 16S ribosomal RNA, partial sequence 


Deferribacteres; 
324354 Bacteria_16S 


Deferribacterales; 


693418 693497 1 


77 


strain IS1B 16S ribosomal RNA, partial sequence 


324354 Bacteria_16S 


strain U 16S ribosomal RNA, partial sequence 839468 
Bacillaceae; 


Bacillales; 
324354 Bacteria_16S 


desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 
desulfuricans Bacteria; 


324354 Bacteria_16S 
lecithinolyticum 
lecithinolyticum 
324354 Bacteria_16S 


Bacteria; 


840349 840427 1 


Geobacillus. 


1059019 1059098 1 


1264239 1264313 6 


2280815 2280863 4 


Deferribacteres; 


Spirochaetes; 


77 


77 


Deferribacterales; 


Dt 


51 


strain 852 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


324354 Bacteria_16S 
termitidis strain 
termitidis Bacteria; 
Desulfovibrio. 
324354 Bacteria_16S 


3379476 3379549 6 
Proteobacteria; 


3678195 3678274 1 


77 


77 


Proteobacteria; Epsilonproteobacteria; Campylobacterale 


gi 
36 


gi 
38 


gi 


gi 
38 


gi 


Proteobacteria; Epsilonproteobacteria; Campylobacterale 


gi 
24 


gi 
26 


gi 
27 
gi 


gi 


gi 


542382 54390 


Deferribacteraceae; Deferribacter. 


gi 


692571 69404 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 


gi 


840930 Geoba 


gi 


gi 


ATCC 700332 16S ribosomal RNA, partial sequence 
Spirochaetales; 


gi 


2279959 22814 


gi 


DSM 5308 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 


219846780 
sequenc 


219846524 
35769 
Brady 
219846523 
sequence 
Rhizobi 
219846482 
36345 


219846473 
46715 36481 
Helicob 
219846350 
18485 38199 
Helicob 
219846349 


Camp 


219846345 
26129 38276 
Helicob 
219846316 
38684 


265678901 
0595 24207 


265678882 


6185 26767 


265678877 


3748 27524 


265678860 


265678783 


265678690 


265678587 


265678486 


265678338 


219846655 


219857546 


219846663 


cillus uzenensis 


Deferribacteraceae; D 


Spirochaetaceae; 


Desulfovibrionales; 


ref |NR_026372.1 


ref|NR_026116.1 


ref|NR_026115.1 


ales; 
ref|NR_026074.1 


ref|NR_026065.1 
acteraceae; 
ref|NR_025941.1 


acteraceae; 
ref|NR_025940.1 
ence 


ref|NR_025935.1 
02 Helicobacter 
acteraceae; 
ref|NR_025906.1 


ref|NR_029209.1 
2 Burkholderia 
ceae; 


ref|NR_029188.1 


ref|/NR_029183.1 


NR_029166.1 
299496 300945 
Mycoplasma. 
ref|NR_029088.1 

407444 408915 
Thermovibri 
ref |NR_028995.1 
0 Deferribacter 


ref|NR_028892.1 


ref|NR_028789.1 


ref|NR_028640.1 
1058138 105957 


ref|NR_026247.1 
1263357 126483 
Trepone 


ref |NR_025134.1 


ref|NR_026255.1 
3378593 338009 
Des 


219846452 


thermophilus strain BMA1 16S ribosomal RNA, partial sequence 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 


Helicobacter 


e 3211554 3212974 Helicobacter 
Campylobacterales; 


Helicobacteraceae; 


Blastobacter 


05 3578325 Blastobacter capsulatus 
rhizobiaceae; Blastobacter. 


Blastobacter 


3578376 3579789 Blastobacter 
Bradyrhizobiaceae; 


Blastobacter. 
Helicobacter rodentium 


29 3635951 Helicobacter rodentium 
s; Helicobacteraceae; 


Helicobacter. 
Helicobacter salomonis 


55 Helicobacter salomonis Bacteria; 
Helicobacter. 


Helicobacter cinaedi 


57 Helicobacter cinaedi Bacteria; 
Helicobacter. 


Helicobacter 


3820008 3821492 Helicobacter 
ylobacterales; Helicobacteraceae; 


Helicobacter felis 


felis Bacteria; 
Helicobacter. 


Arcobacter 


19 3869879 Arcobacter nitrofigilis 
s; Campylobacteraceae; 


Arcobacter. 
Burkholderia cepacia 


cepacia Bacteria; 
Burkholderia; Burkholderia cepacia 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma 
Mycoplasma 


Thermovibrio 
Thermovibrio 

oO. 

Deferribacter abyssi 
abyssi Bacteria; 


Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
Isosphaera. 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Deferribacter 

3 Deferribacter 
eferribacter. 

Treponema 

5 Treponema 

ma. 

Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


ref|NR_026043.1 
3677295 367884 


Deferribacter 
5 Deferribacter 


324354 Bacteria_16S 


3785954 3786002 4 


SL 


strain LX 16S ribosomal RNA, partial sequence 


324354 Bacteria_16S 


3835920 3835995 4 


77 


strain C-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


324354 Bacteria_16S 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


Arcobacter. 
324354 Bacteria_16S 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequenc 
Spirochaetales; Leptospiraceae; 


Bacteria; 
324354 Bacteria_16S 


roseosalivarius strain AA718 16S ribosomal RNA, partial 
roseosalivarius Bacteria; 


Hymenobacter. 
324354 Bacteria_16S 
strain ES2772 16S 
Bacteroidetes; 
324354 Bacteria_16S 


strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 
Prevotellaceae; 


Bacteroidetes; 
324354 Bacteria_16S 
strain ATCC 33779 
Bacteroidetes; 
324354 Bacteria_16S 


strain WPH 179 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; 
324354 Bacteria_16S 
strain Met-12 16S 
Thermotogae; 
324354 Bacteria_16S 
strain NO-502 16S 
Bacteroidetes; 
324354 Bacteria_16S 


thermohalophila strain Fru22 16S ribosomal RNA, partial 
thermohalophila Bacteria; 


324354 Bacteria_16S 


Spirochaetes; 


Bacteroidia; 


Bacteroidia; 


Bacteroidia; 


Bacteroidia; 


Thermotogales; 


3870810 3870858 4 


15859 15933 6 


18950 19024 6 


Bacteroidetes; 


129739 129813 6 


324774 324848 6 


326304 326378 6 


327828 327902 6 


451541 451615 6 


535662 535736 6 


591734 591808 6 


Bacteroidetes; 
614543 614617 6 


Bacteroidales; 


51 


77 


77 


Sphingobacteria; 


77 


ribosomal RNA, partial sequence 
Bacteroidales; 


77 


77 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


77 


77 


ribosomal RNA, partial sequence 
Thermotogaceae; 


77 


ribosomal RNA, partial sequence 
Sphingobacteria; 


strain SL24 16S ribosomal RNA, partial sequence 


Thermotogae; 
324354 Bacteria_16S 
strain MV1075 16S 
Thermotogae; 
324354 Bacteria_16S 


Thermotogales; 


670607 670681 6 


729696 729770 6 


Thermotogaceae; 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 


strain B14 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
324354 Bacteria_16S 
japonensis strain 
Bacteria; 
324354 Bacteria_16S 


acetiphilus DSM 12809 16S ribosomal RNA, partial sequen 
12809 Bacteria; Deferribacteres; 


324354 Bacteria_16S 


Bacteroidia; 


1062038 1062112 6 


Sphingobacteria; 
1196447 1196494 1 


1199455 1199529 6 


Bacteroidales; 


758 16S ribosomal RNA, partial sequen 
Bacteroidetes; 


Deferribacterales; 


xibacterac 

77 gi| 265678658 

sequence 

Bacteroidia; Bacteroidal 

77 gi| 265678642 

613678 61515 
Petrotoga. 

a4 gi| 265678602 

669757 67122 

77 gi| 265678562 

728785 73027 

Prevotellaceae; Prevot 

V7 gi| 265678336 

ce 10611 

Sphingobacteriales; Chi 

47 gi|228715574 

ce 11955 

Deferribacter 

77 gi| 228715480 


DSM 18053 16S ribosomal RNA, partial sequence 


Bacteria; 
324354 Bacteria_16S 


Bacteroidetes; 


Sphingobacteria; 
1249340 1249414 6 


NS12 16S ribosomal RNA, partial sequence 


Sphingobacteria; 
324354 Bacteria_16S 


1295882 1295956 6 


Sphingobacteriales; Flexibacteraceae; 


ATCC 43183 16S ribosomal RNA, partial sequence 


Bacteria; 
324354 Bacteria_16S 


Bacteroidetes; 


Bacteroidia; 
1335534 1335608 6 


strain SJ95 16S ribosomal RNA, partial sequence 


Thermotogae; 
324354 Bacteria_16S 
strain MP145 16S 


324354 Bacteria_16S 


Thermotogales; 


1392900 1392974 6 


1395991 1396065 6 


Thermotogaceae; 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


strain KA3 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 


gi 


3785096 37865 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi 


3835060 38365 
Halomonadaceae; 


gi 


gi 


gi 


gi 


128870 13034 
Prevotellaceae; 


gi 


gi 


Prevotellaceae; 


gi 


326926 32843 
Prevotellaceae; 


gi 


450666 45216 
Petrotoga. 


gi 


534808 53626 
Sphingobacteriales; Fle 


1198618 12000 


Sphingobacteriales; Fle 
at gi| 219857416 
1248510 1249867 Runel 

Runella. 
77 gi|224581415 
1295007 12963 
Bacteroidales; Bacteroidace 
V7 gi| 228721489 
1334683 13361 
Petrotoga. 

77 gi|228716184 
1392046 13934 

77 gi| 228715882 


219846373 


219846338 


219846315 
sequence 


265679053 


265679051 
sequence 


265678976 


Prevot 
265678844 
32386 
Prevot 
265678843 
32539 
Prevot 
265678842 


Prevot 
265678753 


265678695 


Campylobacterales; 


Leptospira. 


Sphingobacteriales; 


ref|NR_025964.1| Mycoplasma simbae 
26 Mycoplasma simbae Bacteria; 
ref|NR_025928.1|] Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
Halomonas. 
ref|NR_025905.1] Arcobacter 

3869930 3871391 Arcobacter 
Campylobacteraceae; 


ref|NR_029361.1| Leptospira interrogans 
e 15032 16427 Leptospira interrogans 
ref|NR_029359.1| Hymenobacter 

18082 19577 Hymenobacter 


Flexibacteraceae; 


ref|NR_029284.1| Prevotella dentalis 
1 Prevotella dentalis Bacteria; 


ella. 

ref|NR_029149.1| Prevotella disiens 

9 325347 Prevotella disiens Bacteria; 
ella. 


ref|NR_029148.1| Prevotella veroralis 

8 326875 Prevotella veroralis Bacteria; 
ella. 
ref|NR_029147.1] Prevotella oulorum 
5 Prevotella oulorum Bacteria; 
ella. 
ref|NR_029058.1| Petrotoga mexicana 
9 Petrotoga mexicana Bacteria; 


ref|NR_029000.1| Arcicella aquatica 
7 Arcicella aquatica Bacteria; 


eae; Arcicella. 

ref|NR_028963.1] Anaerophaga 
590846 592357 Anaerophaga 

es; Marinilabiaceae; Anaerophaga. 


ref|NR_028947.1| Petrotoga olearia 
2 Petrotoga olearia Bacteria; 


ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 


ref|NR_028866.1| Prevotella bryantii 
0 Prevotella bryantii Bacteria; 
ella. 
ref |NR_028638.1| Chitinophaga 

67 1062648 Chitinophaga japonensis 
tinophagaceae; Chitinophaga. 
ref|NR_027535.1| Denitrovibrio 

65 1197080 Denitrovibrio acetiphilus DSM 
aceae; Denitrovibrio. 

ref|NR_027533.1| Dyadobacter fermentans 
10 Dyadobacter fermentans DSM 18053 
xibacteraceae; Dyadobacter. 
ref|NR_025004.1| Runella zeae strain 

la zeae Bacteria; Bacteroidetes; 


ref|NR_027196.1| Bacteroides stercoris 
48 Bacteroides stercoris ATCC 43183 

ae; Bacteroides. 
ref|NR_027612.1| Petrotoga mobilis 
55 Petrotoga mobilis SJ95 Bacteria; 


ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 
ref|NR_027541.1| Marinitoga piezophila 


1395106 1396548 Marinitoga piezophila KA3 Bacteria; 


324354 Bacteria_16S 1467302 1467376 6 Tt gi|224581408|ref|NR_027189.1| Treponema putidum 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 1467891 Treponema putidum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

324354 Bacteria_16S 1617159 1617233 6 VI gi|219878465|ref|NR_025604.1| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

324354 Bacteria_16S 1618682 1618756 6 a7 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

324354 Bacteria_16S 1620205 1620279 6 at gi|219878463|ref|NR_025602.1| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

324354 Bacteria_16S 1621728 1621802 6 77 gi|219878462|ref|NR_025601.1| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

324354 Bacteria_16S 1624759 1624833 6 77 gi|219878460|ref|NR_025599.1| Belliella baltica 
strain BA134 16S ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

324354 Bacteria_16S 1785994 1786068 6 TT gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

324354 Bacteria_16S 1813432 1813506 6 q4 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 
strain SL25 16S ribosomal RNA, partial sequence 1812567 1814048 Petrotoga sibirica Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

324354 Bacteria_16S 1818061 1818135 6 77 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

324354 Bacteria_16S 1906239 1906313 6 77 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
324354 Bacteria_16S 2046522 2046596 6 77 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

324354 Bacteria_16S 2394294 2394368 6 77 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 
strain Loup-1 16S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

324354 Bacteria_16S 2407943 2408017 6 77 gi|219857455|ref|NR_025043.1| Riemerella columbina 
strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

324354 Bacteria_16S 2423422 2423496 6 Ti gi| 219857443 |ref|NR_025031.1| Aequorivita 
sublithincola strain QSSC9-3 16S ribosomal RNA, partial sequence 2422553 2423991 Aequorivita 
sublithincola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
324354 Bacteria_16S 2700505 2700579 6 77 gi|219857188|ref|NR_024816.1| Prevotella salivae 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

324354 Bacteria_16S 2702045 2702119 6 77 gi|219857187|ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

324354 Bacteria_16S 2758956 2759030 6 77 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

324354 Bacteria_16S 3015945 3016019 6 Tt gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 
strain 1145589 16S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas gadei Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

324354 Bacteria_16S 3145491 3145565 6 77 gi|219846825|ref|NR_026417.1| Prevotella pallens 
strain 10371 16S ribosomal RNA, partial sequence 3144616 3146069 Prevotella pallens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

324354 Bacteria_16S 3220014 3220088 6 77 gi|219846774|ref|NR_026366.1| Coprothermobacter 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprothermobacter platensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Coprothermobacter. 
324354 Bacteria_16S 3409807 3409881 6 Ti gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
strain ATCC 51270 16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

324354 Bacteria_16S 3547383 3547457 6 77 gi| 219846545 |ref|NR_026137.1| Porphyromonas cansulci 


strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 


Bacteroidetes; 


Bacteroidia; 


Bacteroidales; 


Porphyromonadaceae; 


Po 


rphyromonas. 


324354 Bacteria_16S 
cangingivalis str 
cangingivalis Bac 
324354 Bacteria_16S 
strain B422 16S r 
Bacteroidetes; 
324354 Bacteria_16S 
anatipestifer str 
anatipestifer Bac 
324354 Bacteria_16S 


strain PS6 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
324354 Bacteria_16S 


strain Q-1 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; 
324354 Bacteria_16S 
strain ATCC 29800 
Bacteroidetes; 
324354 Bacteria_16S 
strain 7728-L6C 1 
Bacteroidetes; 
324354 Bacteria_16S 
strain KMM 6017 1 
Bacteroidetes; 
324354 Bacteria_16S 
strain SW-2 16S r 
Bacteroidetes; 
324354 Bacteria_16S 
ornithinivorans s 
ornithinivorans B 
Algoriphagus. 
324354 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
324354 Bacteria_16S 
mannitolivorans s 
mannitolivorans B 
Algoriphagus. 

324354 Bacteria_16S 
strain Y12-2 16S 
Bacteroidetes; Fl 
324354 Bacteria_16S 
strain BA160 16S 
Bacteroidetes; 
324354 Bacteria_16S 
ferrireducens str 
ferrireducens Bac 
324354 Bacteria_16S 
strain ATCC 23392 
Tenericutes; Moll 
324354 Bacteria_16S 
strain MSB-8 16S 
Thermotogae; 
324354 Bacteria_16S 
strain HO14 16S r 
Spirochaetes; Spi 
324354 Bacteria_16S 
strain 2678 16S r 


group. 
324354 Bacteria_16S 
strain MK (Kaplan 


fever group. 
324354 Bacteria_16S 
strain SS-2 16S r 
Bacteroidetes; 
324354 Bacteria_16S 


Bacteroidia; 


Bacteroidia; 


Bacteroidia; 


Bacteroidia; 


acteria; 


acteria; 


avobacteria; 


teria; 


ribosomal RNA, 
Thermotogales; 


Sphingobacteria; 


3548915 3548989 6 


ain VPB 4874 16S ribosomal RNA, partia 
teria; 


Bacteroidetes; 
3573225 3573299 6 


ibosomal RNA, partial sequence 
Bacteroidales; 


3703801 3703875 6 


ain ATCC 11845 16S ribosomal RNA, part 
teria; 


Bacteroidetes; 
3799525 3799599 6 


3863234 3863308 6 


3864754 3864828 6 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


3866272 3866346 6 


3985111 3985185 6 


4007396 4007470 6 


ibosomal RNA, partial sequence 
Sphingobacteria; 


4096698 4096772 6 


train JC2052 16S ribosomal RNA, partia 
Bacteroidetes; 


4098184 4098258 6 


Bacteroidetes; 
4099640 4099714 6 


train JC2050 16S ribosomal RNA, partia 
Bacteroidetes; 


4226304 4226378 6 


ribosomal RNA, partial sequence 
Flavobacteriales; 


4236819 4236893 6 


ribosomal RNA, partial sequence 
Sphingobacteria; 


92951 92993 6 


ain PAL-1 16S ribosomal RNA, 
Deferribacteres; 


279184 279230 6 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


304937 304983 6 


311092 311165 6 


ibosomal RNA, partial sequence 
rochaetales; 


315635 315681 4 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


317099 317145 4 


) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


976550 976596 6 


ibosomal RNA, partial sequence 
Sphingobacteriales; 


1129801 1129847 4 


Sphingobacteriales; Cyc 


complete sequence 
Thermotogaceae; 


77 gi 


Bac 
gi 


Bacteroidia; 
77 


Prevotellace 
at gi 


Flavobacteria; F 
77 gi 


Sphingobacteri 


at gi 
Sp 
77 gi 
Sphingobacteri 


a gi 
Flavoba 


T7 gi 


47 gi 
complete 
Deferribactera 

51 gi 


51 gi 


Thermotoga. 


a gi 


49 gi 


49 gi 


51 gi 


Sap 


219846544 
1 
te 

219846527 


3572354 35738 
Prevotella. 


ae; 
219846434 
ia 


219846363 


3798661 38001 
icutes; Mycoplasmataceae; Mycoplasma. 


6S ribosomal RNA, partial sequence 3865370 38668 
Bacteroidales; 


6S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteria; 


77 gi|219846320|ref|NR_025910.1 
3862330 38638 
Rikenellaceae; Rikenella. 
77 gi|219846319|ref|NR_025909.1 
3863852 3865319 Alisti 
Rikenellaceae; Alistipes. 
77 gi|219846318|ref|NR_025908.1 
42 Porphyromonas 
Porphyromonadaceae; Porphyromonas. 
77 gi|219846235|ref|NR_025825.1 
Sphingobacteriales; Flammeovirgaceae; Roseivirga. 
77 gi|219846218|ref|NR_025808.1 
4006528 4008003 Algoriphagus 
Sphingobacteriales; Cyclobacteriaceae; Algoriphag 
77 gi|219846155|ref|NR_025745.1 


1 
a; 


219846154 


JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


219846153 
1 
a; 


219846051 


4225434 42268 
cteriaceae; 


219846044 


4235935 42373 
lobacteriaceae; 


265679001 
sequence 
les; 
265678874 
27832 


265678857 


304028 30558 


265678853 


310195 31168 
Spirochaetaceae; Borrelia 


; Borrelia 
265678850 


314818 31623 
kettsiaceae; 


265678849 
31628 


265678393 


975693 97713 
rospiraceae; 


49 gi 


253680770 


sequence 
roidales; 


1 sequence 3702915 37043 
lavobacter 


sequence 
Sphingobacteriales; 


hingobacte 


sequence 
Sphingobacteriales; 


Defer 


kettsiaceae; 


ref|NR_026136.1 
3548038 354952 
Po 


ref|NR_026119.1 


ref|NR_026025.1 
0 
iale 

ref 


s; Flavobac 
NR_025954.1 


4095844 409726 


Cyc 


ref|NR_025744.1 

4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 
4098796 410017 
Cyc 
ref |NR_025641.1 
Aequorivita. 


ref |NR_025634.1 


ref|NR_029309.1 

92051 93594 
ribacteraceae; G 
ref|NR_029180.1 
1 279763 Mycopl 


ref|NR_029163.1 


ref|NR_029159.1 
7 Borrelia 
burgdorferi gro 
ref|NR_029155.1 


Rickettsieae; 


ref|NR_029154.1 
2 317695 Ricket 

Rickettsieae; 
ref|NR_028695.1 


Lewinella. 


rphyromonadaceae; 


teriaceae; 


Porphyromonas 
1 Porphyromonas 
Porphyromonas. 
Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Riemerella 
0 Riemerella 
Riemerella. 
Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 
Aquiflexum. 


Geovibrio 

Geovibrio 

eovibrio. 

Mycoplasma gateae 
asma gateae Bacteria; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Borrelia japonica 


japonica Bacteria; 


up. 
Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 


Rickettsia akari 
tsia akari Bacteria; 


Rickettsia; spotted 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


ref|NR_028018.1 


Rickettsia rickettsii 


strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


fever group. 


spotted 


324354 Bacteria_ 


strain AAFu3 16S 
Deferribacteres; 


324354 Bacteria_ 
DSM 4359 16S ribo 
Ther 
324354 Bacteria_ 
strain LMG 3475 1 
B 


Thermotogae; 


Proteobacteria; 


324354 Bacteria_ 


strain MK405 16S 


Tenericutes; Moll 
324354 Bacteria_ 
lagogenitalium st 
lagogenitalium Ba 
324354 Bacteria_ 
strain CH 16S rib 
Tenericutes; Moll 
324354 Bacteria_ 
strain 105 16S ri 
Tenericutes; Moll 
324354 Bacteria_ 
phocicerebrale st 
phocicerebrale Ba 
324354 Bacteria_ 
strain 3T 16S rib 
Tenericutes; Moll 
324354 Bacteria_ 
strain 383 16S ri 
Tenericutes; Moll 
324354 Bacteria_ 
strain H/T1l 16S r 
Tenericutes; Moll 
324354 Bacteria_ 


strain DC333 16S 


Tenericutes; Moll 
324354 Bacteria_ 
strain TB 16S rib 
Tenericutes; Moll 
324354 Bacteria_ 
strain PG13 16S r 
Tenericutes; Moll 
324354 Bacteria_ 
strain CH20247 16 
Tenericutes; Moll 
324354 Bacteria_ 
strain M432/72 16 
Tenericutes; Moll 
324354 Bacteria_ 
strain 1219 16S r 
Tenericutes; Moll 
324354 Bacteria_ 


strain 3CB-1 16S 
Proteobacteria; 


324354 Bacteria_ 


strain A3.12 16S 
Proteobacteria; 


strain NR-27 16S 
Bacteroidetes; 


Rickettsia; 


B 


D 
324354 Bacteria_ 


Sp 
324354 Bacteria_ 
aeschlimannii str 
aeschlimannii Bac 
spott 
324354 Bacteria_ 
strain UIA 16S ri 
Tenericutes; Moll 
324354 Bacteria_ 
strain 275c 16S r 
Tenericutes; Moll 
324354 Bacteria_ 
strain PG51 16S ribosomal RNA, partial sequence 


16S 1149534 1149576 6 47 

ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
16S 1202512 1202558 6 51 gi 


gi 


motogales; Thermotogaceae; 
16S 1725455 1725527 9 


Thermotoga. 
at gi 


etaproteobacteria; Burkholderiales; Co: 
16S 2201542 2201588 6 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2203064 2203110 6 SI gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
16S 2210618 2210664 6 51 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2279301 2279347 6 onl gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2282323 2282369 6 51 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
16S 2477677 2477723 6 51 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2479149 2479195 6 51 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2480658 2480704 6 51 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2482168 2482214 6 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2485191 2485237 6 51 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2486710 2486756 6 51 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2488223 2488269 6 St gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2489736 2489782 6 51 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2491247 2491293 6 51 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2498702 2498736 4 37 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
16S 2533669 2533746 3 77 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
16S 3218506 3218552 6 51 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fla 
16S 3679727 3679773 4 49 gi 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 

16S 3690254 3690300 6 51 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3752801 3752847 6 51 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


1148654 11501 


Geovibrio. 


6S ribosomal RNA, partial sequence 1724592 17259 


2200688 22021 


2209746 22112 


2278443 22799 


2476824 24782 


2478295 24797 


2479798 24812 


2481316 24827 


2484337 24857 


2485849 24873 


2487368 24888 


2488881 24903 


2490394 24918 


2497830 24993 


2532800 25342 


3217640 32191 


3689398 36908 


3751943 37534 


253680757 


228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 


219878391 
mamonadace 


219857598 


219857597 

equence 

lasmatacea 
219857592 


219857547 


219857545 

equence 

lasmatacea 
219857398 


219857397 


219857396 


219857395 


219857393 


219857392 


219857391 


219857390 


219857389 


219857384 


ocyclaceae 
219857355 


Bacteriov 
219846775 


mmeovirgac 
219846451 
quence 
eria; Rick 


219846444 


219846397 


16S 3758849 3758895 6 51 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 
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95 Mycoplasma cynos Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Persephonella 

8 Persephonella 

la. 

Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 
asma leonicaptivi 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Chitinophaga pinensis 


pinensis Bacteria; 


a. 


NR_028696.1 


Lewinella persicus 


974224 975642 Lewinella persicus Bacteria; 
Saprospiraceae; Lewinella. 


324354 Bacteria_16S 


barnesii strai 
Bacteria; Prot 


324354 Bacteria_16S 


strain FC 097- 
Tenericutes; M 


324354 Bacteria_16S 


strain ATCC 51 
Bacteroidetes; 


324354 Bacteria_16S 


cavipharyngis 
cavipharyngis 


324354 Bacteria_16S 


strain 4822 16 
Tenericutes; M 


324354 Bacteria_16S 


strain PG8 16S 
Tenericutes; M 


324354 Bacteria_16S 


strain 19L 16S 
Tenericutes; M 


324354 Bacteria_16S 


strain NCIMB 8 
Bacteroidetes; 


324354 Bacteria_16S 


strain PS-1 16 


980971 981000 4 33 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
985654 985687 6 38 gi 


ns 
eob 


ce 
ob 


2 16S ribosomal RNA, complete sequence 984769 98628 
ollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 
2072606 2072627 6 27 gi| 219878142 |ref 
261 16S ribosomal RNA, partial sequence 20717 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella 
2474685 2474706 6 27 gi|219857400|ref 
strain 117C 16S ribosomal RNA, partial sequence 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; My 
2476180 2476201 6 27 gi| 219857399 |ref 


sr 
oll 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


265678390 


265678387 


2475319 24767 


ref 

98009 
acterales; C 
ref 


3790406 3790439 6 38 gi|219846370|ref|NR_025961.1 
ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma 
ollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
3791946 3791979 6 38 gi|219846369|ref|NR_025960.1 
ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma 
ollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
3979227 3979301 6 77 gi|219846239|ref|NR_025829.1 
628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytoph 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 
4107202 4107235 6 38 gi|219846148|ref|NR_025738.1 


S ribosomal RNA, partial sequence 


4106362 41078 


9 981569 Sulfu 


5 Acholeplasma 


29 2073175 Prevo 


2473825 24752 


18 Acholeplasma 


NR_028692.1 
xr 
ampylobacter 
NR_028689.1 


eplasma. 
NR_025281.1 
t 
NR_024988.1 
6 
coplasma. 
NR_024987.1 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 

Acholeplasma vituli 


vituli Bacteria; 


Prevotella enoeca 
ella enoeca Bacteria; 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Xanthobacter viscosus 


viscosus Bacteria; 


Xanthobacter 
bacter autotrophicus 
nthobacter. 

Afipia broomeae strain 
ria; Proteobacteria; 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
324354 Fungi_16S 870 949 1 77 gi|265678352|ref|NR_028654.1 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
324354 Fungi_16S 2379 2458 1 77 gi|265678351|ref|NR_028653.1 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
324354 Fungi_16S 3917 3996 1 77 gi|265678350|ref|NR_028652.1 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
324354 Fungi_16S 5477 5556 1 77 gi| 265678349 |ref|NR_028651.1 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
324354 Fungi_16S 7033 7112 al 77 gi| 265678348 |ref|NR_028650.1 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
324354 Fungi_16S 8535 8614 1 77 gi| 265678342 |ref|NR_028644.1 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
324354 Fungi_16S 10021 10100 1 77 gi| 219857197 |ref|NR_024825.1 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
324354 Fungi_16S 11502 11581 1 77 gi|219857175|ref|NR_024803.1 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Nocardia. 

332450 Bacteria_16S 2663320 2663216 1 105 gi|219857215|ref|NR_024843.1 
strain IM1 16S ribosomal RNA, partial sequence 2662145 26634 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 
332450 Bacteria_16S 353989 353882 1 105 gi| 265678821 |ref|NR_029126.1 
strain 941 16S ribosomal RNA, partial sequence 352821 35423 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
332450 Bacteria_16S 355448 355341 1 105 gi|265678820|ref|NR_029125.1 
strain AS130 16S ribosomal RNA, partial sequence 354284 35569 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
332450 Bacteria_16S 2221524 2221417 1 105 gi| 219857585 |ref|NR_025173.1 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
332450 Bacteria_16S 3308314 3308207 1 105 gi|219846716|ref|NR_026308.1 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xantho 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xa 
332450 Bacteria_16S 255437 255331 1 104 gi| 265678892 |ref|NR_029200.1 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacte 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

332450 Bacteria_16S 383996 383890 1 104 gi|265678799|ref|NR_029104.1 


strain PL7HG1 


16S ribosomal RNA, partial sequence 


Bradyrhizobium betae 


382807 384289 Bradyrhizobium betae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 


332450 Bacteria_ 


yuanmingense stra 
yuanmingense Bact 


Bradyrhizobium. 
332450 Bacteria_ 


hamburgensis stra 
Proteob 


Bacteria; 
332450 Bacteria_ 


faecalis strain g 
Proteob 
332450 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
332450 Bacteria_16S 
strain AN1 16S ri 


Bacteria; 


16S 871006 870900 1 104 gi 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 
16S 1366045 1365939 1 104 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
16S 1573200 1573094 1 104 gi 
c 16S ribosomal RNA, partial sequence 


265678465 
uence 
ria; 


228719040 


ence 13648 


Rhizo 


ref |NR_028768.1 
869838 871263 
biales; Bradyrhi 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


ref|NR_027578.1 
67 1366328 Nitrob 


Nitrobacter 
acter hamburgensis X14 


les; Bradyrhizobiaceae; Nitrobacter. 
219857383 |ref|NR_024971.1| Rhodopseudomonas 
1572032 1573475 Rhodopseudomonas faecalis 


acteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 
2302097 2301991 1 104 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 
2568499 2568393 1 104 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
bosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

332450 Bacteria_16S 2860835 2860729 1 104 gi| 219856884 |ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 
332450 Bacteria_16S 3912717 39126111 104 gi|219846286|ref|NR_025876.1]| Agromonas 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
332450 Bacteria_16S 4223572 4223466 1 104 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

332450 Bacteria_16S 464097 464001 1 95 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
332450 Bacteria_16S 1650866 1650770 1 95 gi|219878442|ref|NR_025581.1| Labrys monachus strain 
VKM B1479 16S ribosomal RNA, partial sequence 1649700 1651141 Labrys monachus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 

332450 Bacteria_16S 1493455 1493348 1 105 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

332450 Bacteria_16S 1868661 1868554 1 105 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
Chelatococcus. 

332450 Bacteria_16S 3309776 3309669 1 105 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

332450 Bacteria_16S 3900525 3900421 1 105 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

332450 Bacteria_16S 3941250 3941143 1 105 gi|219846265|ref|NR_025855.1| Rhodobium marinum 


strain BN 126 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
332450 Bacteria_16S 
rhenobacensis str 
rhenobacensis Bac 


Rhodopseudomonas. 


332450 Bacteria_16S 
strain HTCC2506 1 


Bacteria; 


strain AMX51 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
332450 Bacteria_16S 1143787 1143691 1 95 gi| 253680761 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Pannonibacter. 

332450 Bacteria_16S 1306770 1306674 1 95 gi| 219846269 


506 16S ribosomal RNA, 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


ribosomal RNA, partial sequence 


1057791 1057697 1 93 gi 


439658 439562 1 95 gi 


650021 649925 1 95 gi 


825400 825304 1 95 gi 


826902 826806 1 95 gi 


843659 843563 1 95 
ribosomal RNA, partial sequence 


gi 


complete sequence 


3940082 39414 


ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
332450 Bacteria_16S 
acidiphila strain 
Proteob 
332450 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
332450 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
332450 Bacteria_16S 


B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


824212 825662 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


825713 827158 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


842468 84394 


265678339 
al sequenc 
eria; Rhiz 


265678762 


timonadace 
265678618 
e 64884 
les; Beije 
265678496 


sea. 
265678495 


sea. 
265678484 


lla. 
ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 
ref |NR_029067.1 
ae; Fulvimarina 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref |NR_028799.1 
vestrisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


, 


ref |NR_028787.1 
Bosea. 
ref|NR_028009.1 

1142608 114408 
bacterales; Rhod 


ae; 


71 Afifella marina Bacteria; 
biaceae; Afife 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Methylocapsa 

ocapsa acidiphila 
hylocapsa. 

Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


ref|NR_025859.1 


Starkeya novella DSM 


1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Starkeya. 


332450 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


332450 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


332450 Bacteria_16S 


strain T4 16S rib 


1381283 1381187 1 95 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1397761 1397665 1 95 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


1629597 1629501 1 
osomal RNA, partial sequence 


95 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


332450 Bacteria_16S 


echinoides strain 
echinoides Bacter 


332450 Bacteria_16S 


strain 63287 16S 


1704447 1704351 1 95 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
2300631 2300535 1 95 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


332450 Bacteria_16S 


strain NCIMB 1112 


3005696 3005600 1 95 gi 
6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


332450 Bacteria_16S 
somal RNA, partial sequence 3071024 3072416 Methy 


strain K 16S ribo 


3072190 3072094 1 95 gi 


228717274 
ce 13801 
les; Beije 
228715764 
uence 
bacteria; 


219878457 


1628419 16298 


rinckiacea 
219878405 
sequence 
a; Rhizobi 
219857530 


2299447 23008 


rhizobiace 
219846920 

30045 

locystacea 
219846874 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 
332450 Bacteria_16S 3899056 3898952 1 105 gi|219846296 
strain B9 16S ribosomal RNA, partial sequence 3897893 38992 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
332450 Bacteria_16S 8687 8580 1 105 gi| 265679058 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
332450 Bacteria_16S 63323 63216 1 105 gi| 265679022 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
332450 Bacteria_16S 261314 261207 1 105 gi| 265678887 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
332450 Bacteria_16S 273406 273299 1 105 gi| 265678878 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizo 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
332450 Bacteria_16S 318938 318831 1 105 gi| 265678848 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequen 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; 


332450 Bacteria_16S 


strain SCII24 16S 


678692 678585 1 105 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


332450 Bacteria_16S 


strain CCBAU 7190 


794758 794651 1 105 gi 
B 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


332450 Bacteria_16S 


strain SH22623 16 


1025810 1025703 1 105 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


332450 Bacteria_16S 


temperatum strain 
temperatum Bacter 


332450 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


332450 Bacteria_16S 


strain SO2 16S ri 


1243615 1243508 1 105 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1485889 1485782 1 105 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1487402 1487295 1 105 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


332450 Bacteria_16S 


strain USDA 9030 


1503867 1503760 1 105 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


332450 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


332450 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


332450 Bacteria_16S 


1515846 1515739 1 105 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


1570184 1570077 1 105 gi 
n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1580790 1580683 1 105 gi 


265678597 


677507 67890 


llaceae; O 
265678516 

79361 
biaceae; R 
265678361 


1024681 10260 


biaceae; R 
219878114 
quence 

a; Rhizobi 
219857250 
quence 

ria; Rhizo 


219857235 


1486230 14876 


biaceae; R 
219846475 


16S ribosomal RNA, partial sequence 1502684 15041 


biaceae; R 
219878113 
1 sequence 
teria; Rhi 


219878173 
ce 15690 
les; Phyll 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref |NR_027539.1 

1396599 139803 
Rhizobiales; Met 


ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025118.1 


Methylocella 
ocella silvestris BL2 
hylocella. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Methylocella tundrae 


tundrae Bacteria; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


ae; Bosea. 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref |NR_026466.1 
locella palustri 
e; Methylocella 
ref|NR_025886.1 


Methylosinus sporium 
osinus sporium Bacteria; 


Methylocella palustris 
s Bacteria; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


acea 
ref 


e; Ahrensia 
NR_029366.1 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


tonella. 
NR_029330.1 


Bar 
ref 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


hizo 
ref 


bium/Agrobac 
NR_029195.1 


terium group; Rhizobium. 
Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


hizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029153.1 
ce 317746 319177 
Rhizobiales; Bar 
ref |NR_028902.1 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Ochrobactrum tritici 


4 Ochrobactrum tritici Bacteria; 


chrobactrum. 
ref |NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028663.1 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


hizobium/Agrobac 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_024863.1 


terium group; Rhizobium. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 
Mesorhizobium 

9 Mesorhizobium 

cteriaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


hizo 
ref 


bium/Agrobac 
NR_026067.1 


terium group; Rhizobium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


hizobium/Agrobac 
ref|NR_025252.1 

1514694 151610 
zobiales; Phyllo 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 


219878491 


americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Sinorhizobium/Ens 


ifer group; Sinorhizobium. 


terium group; Rhizobium. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 


ref |NR_025251.1 
1579624 158106 


Sinorhizobium 
0 Sinorhizobium 


332450 Bacteria_16S 


chacoense strain 
Bacteria; 


Nitratireductor. 


332450 Bacteria_16S 
aminoxidans strai 
Proteob 
332450 Bacteria_16S 
strain CCBAU 7104 
Proteob 


Bacteria; 


Bacteria; 
Rhizobium. 


332450 Bacteria_16S 
strain IBS 325 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
332450 Bacteria_16S 
strain ACCC 19665 
Proteob 
332450 Bacteria_16S 
multivorans strai 
Proteob 
332450 Bacteria_16S 
larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 
332450 Bacteria_16S 
strain ORS 992 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
332450 Bacteria_16S 


Bacteria; 


Bacteria; 


strain DSM 11603 


Mesorhizobium. 


332450 Bacteria_16S 
strain TagT2C 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
332450 Bacteria_16S 
capsulatus strain 
Proteob 
332450 Bacteria_16S 


Bacteria; 


strain LMG 7837 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; S 
Sinorhizobium. 
332450 Bacteria_16S 3657063 3656956 1 105 gi|219846467 


strain H152 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
332450 Bacteria_16S 


strain CNS 2-75 1 


strain UPM-Ca7 16 


strain F9251 16S 


strain NZP 2213 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


Proteob 
332450 Bacteria_16S 
strain IBS 506 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
332450 Bacteria_16S 
strain IBS 382 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
332450 Bacteria_16S 
aquibiodomus stra 
aquibiodomus Bact 


1890168 1890061 1 105 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
2075931 2075824 1 105 gi 
S ribosomal RNA, partial sequence 


2085184 2085077 1 105 
S ribosomal RNA, partial sequence 


gi 


2098819 2098712 1 105 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


2222935 2222828 1 105 gi 
n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
2245739 2245632 1 105 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


2396095 2395988 1 105 
S ribosomal RNA, partial sequence 


gi 


2623916 2623809 1 105 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2661939 2661847 1 93 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2994898 2994791 1 105 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 
3076654 3076547 1 105 

S ribosomal RNA, partial sequence 


gi 


3106790 3106683 1 105 gi 


3132266 3132159 1 105 gi 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


3240125 3240018 1 105 
ribosomal RNA, partial sequence 


gi 


3578063 3577956 1 105 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3604162 3604055 1 105 gi 


ibosomal RNA, partial sequence 


3684487 3684380 1 105 gi 


3801319 3801212 1 105 
S ribosomal RNA, partial sequence 


gi 


3894397 38942901 105 
ribosomal RNA, partial sequence 


gi 


3968027 3967920 1 
6S ribosomal RNA, 


105 gi 
complete sequence 396 


332450 Bacteria_16S 


3980923 3980816 1 105 gi 


e 
le 


ne 


ne 


ue 
ri 


nc 
le 


le 


2394935 23963 
ne 


le 


en 
le 


qu 
ia 


3075492 30769 
bi 


16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
332450 Bacteria_16S 
plurifarium strai 
plurifarium Bacte 


ob 
ia 
3238968 32403 


ob 


nc 
le 


6S ribosomal RNA, partial sequence 3602996 36044 


3655877 36573 
bi 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
332450 Bacteria_16S 


alee 


3800153 38015 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
332450 Bacteria_16S 


ob 


3893217 38946 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
332450 Bacteria_16S 


ne 


ob 


219878272 


S; 
219878139 


2074760 20762 


llaceae; 
219878133 


2084014 20854 


llaceae; 
219878123 
nce 
a; 


219857584 
e 22217 
S; 
219857569 

22445 
S; 


219857463 


llaceae; 
219857249 
26227 
s; Phyll 
219857216 
ce 26607 
S; 
219846927 
ence 


219846871 


aceae; 
219846851 


acteriac 

219846834 
sequence 

Rhizob 


219846761 


acterace 
219846524 
e 35769 
Ss; Brady 
219846504 


aceae; R 
219846448 


aceae; O 
219846362 


acteriac 
219846299 


llaceae; 
219846247 
6839 39683 
acteriac 
219846238 


18889 
Phyll 


Rhizo 


Xanth 


Rhizo 


Hypho: 


Rhizob 


R 


ref|NR_025411.1 
88 1890453 Mesor 
obacteriaceae; 
ref |NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


Bartonella. 
ref |NR_025262.1 

2097632 209908 
biales; Phyllob 


ref|NR_025172.1 
92 2223169 Xanth 
obacteraceae; X 
ref|NR_025157.1 
78 2245989 Rhizo 
biaceae; Rhizobi 


ref|NR_025051.1 
Bartonella. 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref|NR_026519.1 

2993732 299516 
iales; Rhizobiac 
ref |NR_026463.1 
hizobium/Agrobac 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


Ww 


ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacte 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 
ref|NR_026059.1 
hizobium/Agrobac 
ref|NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025889.1 


Bartonella. 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 


h 
Mesorhizobium. 


a 


fo} 


a 


b 


M 


Mesorhizobium 
izobium chacoense 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Xanthobacter 

bacter aminoxidans 
nthobacter. 

Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Agrobacterium 

8 Agrobacterium 

eae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Mesorhizobium 

6 Mesorhizobium 
teriaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 
is 


Blastobacter 

bacter capsulatus 
astobacter. 
Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Mesorhizobium loti 
loti Bacteria; 
um. 


ref |NR_025828.1 


Rhizobium galegae 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


332450 Bacteria_16S 
strain R18 16S ri 
Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 
strain M6 16S rib 
Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 
denitrificans str 
denitrificans Bac 


Pseudovibrio. 


332450 Bacteria_16S 
schoenbuchensis s 
schoenbuchensis B 
332450 Bacteria_16S 
strain 91-4 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
332450 Bacteria_16S 


strain IBS 193 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
332450 Bacteria_16S 
strain C-29 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
332450 Bacteria_16S 
aggregatus strain 
aggregatus Bacter 
332450 Bacteria_16S 


populi BJ001 16S 
Bacteria; 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


332450 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


332450 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


332450 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


332450 Bacteria_16S 


strain USDA 1844 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
332450 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


332450 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


332450 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


332450 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


332450 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


332450 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


Proteob 
332450 Bacteria_16S 
strain TH-3 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
332450 Bacteria_16S 


5768 5672 1 95 
bosomal RNA, partial sequence 
Rhizobiales; 
1 95 
sequence 


gi| 265679060 
4584 5982 
Bartonellaceae; 
gi| 265679059 
6033 7437 
Rhizobiales; Bartonellaceae; 
371838 371743 1 95 gi| 265678807 
ain DN34 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


7229 7133 
osomal RNA, partial 


1233018 1232922 1 95 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteobacteria; Rh 
2296200 2296104 1 95 gi| 219857533 
ibosomal RNA, partial sequence 2295034 22964 
nellaceae; 
gi| 219857532 
2296489 22979 
nellaceae; 
gi| 219857344 
2548929 25503 
nellaceae; 
219846523 
sequence 


219878271 
quence 


2297666 2297570 1 95 
S ribosomal RNA, partial sequence 


2550103 2550007 1 95 
ibosomal RNA, partial sequence 


3579527 3579420 1 105 gi 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; Rhizobi 
416515 416408 1 105 gi| 265678777 
ribosomal RNA, partial sequence 415329 41680 
acteria; Alphaproteobacteria; Rhizobiales; Methy 
716103 715996 1 105 gi| 265678571 
ibosomal RNA, partial sequence 714920 71638 
obacteriac 
265678408 
sequence 
acteria; 


956932 956826 1 105 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob R 
1239111 1239004 1 105 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1240627 1240520 1 105 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1939988 1939881 1 105 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878235 
sequence 
ria; Rhizo 


3646408 3646301 1 105 gi| 219846474 
16S ribosomal RNA, partial sequence 3645244 36466 
biaceae; R 
219846042 
nce 42390 
les; Methy 
219846041 
ce 42404 
les; Methy 
228721488 
rtial sequ 
roteobacte 


4240184 4240090 1 93 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
4241643 4241549 1 93 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1309756 1309661 1 95 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


1311229 1311134 1 95 228721487 
partial s 


aproteobac 


gi 
aphilum Bacteria; Proteobacteria; Alph 


2350491 2350396 1 95 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2400614 2400519 1 95 gi 
strain CM2 16S ribosomal RNA, partial 

Bacteria; Proteobacteria; Alphaproteob 


219857494 
ence 23493 
les; Hypho 
219857460 
sequence 


acteria; R 


332450 Bacteria_16S 


denitrificans str 


Rhod 


micr 


ref|NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 
Bartonella. 
ref|NR_029367.1| Bartonella taylorii 
Bartonella taylorii Bacteria; 
Bartonella. 
ref|NR_029112.1 
370665 372098 
obacterales; Rho 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Bartonella 
9 Bartonella 


ref|NR_025410.1 
1231844 123328 
izobiales; Bartonellaceae; Bartonella. 
ref|NR_025121.1| Bartonella bovis 
38 Bartonella bovis Bacteria; 
Bartonella. 
ref|NR_025120.1| Bartonella capreoli 
31 Bartonella capreoli Bacteria; 
Bartonella. 
ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref|NR_026115.1 
3578376 357978 


Blastobacter 
9 Blastobacter 
ales; Bradyrhizobiaceae; Blastobacter. 
ref|NR_029082.1| Methylobacterium 
5 Methylobacterium populi BJ001 
lobacteriaceae; Methylobacterium. 
ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 
eae; Aminobacter. 
ref |NR_028710.1 
955748 957207 
hizobiales; Phyl 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref|NR_025374.1 
1938810 194024 
biales; Methylob 


Aminobacter 

4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Methylobacterium 

9 Methylobacterium 
acteriaceae; 


ref|NR_026066.1| Rhizobium mongolense 
64 Rhizobium mongolense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025632.1| Methylobacterium 

11 4240418 Methylobacterium hispanicum 
lobacteriaceae; Methylobacterium. 
ref|NR_025631.1| Methylobacterium 

69 4241874 Methylobacterium aquaticum 
lobacteriaceae; Methylobacterium. 
ref|NR_027611.1| Hyphomicrobium facile 
ence 1308596 1310018 Hyphomicrobium 


ria; Rhizobiales; Hyphomicrobiaceae; 


ref 
eque 
teri 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref |NR_025082.1 
35 2350745 Hyphomicrobium sulfonivorans 
obiaceae; Hyphomicrobium. 
ref|NR_025048.1| Hyphomicrobium 
2399427 2400873 Hyphomicrobium 
hizobiales; Hyphomicrobiaceae; 


Hyphomicrobium 


3124908 3124813 1 95 gi| 219846839 
ain DSM 1869 16S ribosomal RNA, partial sequence 


ref|NR_026431.1| Hyphomicrobium 
3123738 3125183 Hyphomicrobium 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


332450 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


332450 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


332450 Bacteria_16S 


australicum strai 
australicum Bacte 


332450 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


332450 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


332450 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


332450 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


332450 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


332450 Bacteria_16S 


strain MB312 16S 


3127866 31277711 95 gi 

ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3129354 3129259 1 95 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


3264107 3264012 1 95 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3970977 3970874 1 102 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
356927 356821 1 105 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 

3126397 3126291 1 105 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


3197804 3197699 1 104 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 
834634 834542 1 92 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


836136 836044 1 92 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

3966511 3966419 1 92 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


v 


352528 352422 1 105 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


332450 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


332450 Bacteria_16S 


strain E7107 16S 


431853 431747 1 105 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


447312 447206 1 105 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


332450 Bacteria_16S 


strain 5424 16S r 


448844 448738 1 105 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


332450 Bacteria_16S 


strain 173-96 16S 


560476 560370 1 105 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


332450 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


332450 Bacteria_16S 


grignonense strai 
grignonense Bacte 


332450 Bacteria_16S 


strain MDA5527 16 


562011 561905 1 105 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


680136 680030 1 105 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
742234 742128 1 105 gi 
S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


332450 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


332450 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


1142265 1142159 1 105 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1657008 1656902 1 105 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


332450 Bacteria_16S 


2114000 2113894 1 105 gi 


219846837 
uence 

a; Rhizobi 
219846836 
al sequenc 
ia; Rhizob 


v 


219846745 
al sequenc 
ia; Rhizob 
219846245 
ence 39698 
terales; R 
265678818 


355741 35715 


Sphingomon 
219846838 
sequence 
ria; Rhizo 


219846790 
uence 
Sphingom 


’ 


265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 
roteobacte 


219846248 
sequence 
a; Sphingo: 


265678823 


351363 35277 


biaceae; R 
265678767 
sequence 

ria; Rhodo 


265678757 


446125 44760 


Acetobacte 
265678756 


447654 44913 


Acetobacte 
265678679 


559287 56077 


Acetobacte 
265678678 
sequence 

eria; Rhod 


265678596 
uence 

ia; Rhizob 
265678553 


741046 74252 


Acetobacte 
253680762 
quence 
eria; Sphi 
219878437 
sequence 
eria; Rhiz 
219857659 


ref |NR_026429.1 
126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 


iales; Hyphomicr 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


w 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Sphingopyxis terrae 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref |NR_026430.1| Hyphomicrobium 
3125234 3126653 Hyphomicrobium 
biales; Hyphomicrobiaceae; 


ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 


ref|NR_029123.1 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


ref|NR_026382.1 
196654 319807 


onadales; Sphing 


w 


ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


ref|NR_025838.1 
3965346 396678 
monadales; Sphin 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


ref|NR_029128.1| Rhodobium orientis 
0 Rhodobium orientis Bacteria; 
hodobium. 
ref |NR_029072.1 
430661 432145 
spirillales; Ace 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029061.1| Roseomonas gilardii 
5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 

ref|NR_028984.1| Roseomonas rosea 

1 Roseomonas rosea Bacteria; 

raceae; Roseomonas. 

ref |NR_028983.1] Roseomonas 

560822 562307 Roseomonas 
ospirillales; Acetobacteraceae; 


Ochrobactrum 
Ochrobactrum 


ref|NR_028901.1 
678955 680426 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028857.1| Roseomonas mucosa 
7 Roseomonas mucosa Bacteria; 
raceae; Roseomonas. 
ref|NR_028010.1| Sphingopyxis 
1141076 1142557 Sphingopyxis 
ngomonadales; Sphingomonadaceae; 


ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025248.1 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Novosphingobium 


pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


Sphingomonadales; Sphingomonadaceae; 


332450 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


332450 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


332450 Bacteria_16S 


strain CE2105 16S 


2865454 2865348 1 105 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3939791 3939684 1 105 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


630055 629954 6 105 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


332450 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


332450 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 


strain SE3104 16S 


720801 720712 1 89 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


1078695 1078606 1 89 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1852003 1851902 6 105 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


332450 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 
Proteobacteria; A 


332450 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


332450 Bacteria_16S 


strain DSM 5901 1 
Proteobacteria; A 


332450 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


332450 Bacteria_16S 


strain S37 16S ri 
Proteobacteria; A 


332450 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


332450 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


332450 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


332450 Bacteria_16S 


strain Benl104 16S 
Proteobacteria; A 


332450 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


2016541 2016452 1 89 gi 
16S ribosomal RNA, partial sequence 

Sphingomonadales; 
2461414 2461325 1 89 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2885741 2885652 1 89 gi 
S ribosomal RNA, partial sequence 
Sphingomonadales; 
3209736 3209647 1 89 gi 


Sphingomonadales; 
3211228 3211139 1 89 gi 


lphaproteobacteria; Sphingomonadales; 

1340346 1340254 1 92 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 
1647878 1647786 1 92 gi 
lphaproteobacteria; Rhodospirillales; 
1649375 1649283 1 92 gi 


2458426 2458326 7 105 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


2965949 2965849 7 105 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3199286 3199194 1 92 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


gi 


3969528 3969436 1 92 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1071381 1071294 6 92 gi 


lphaproteobacteria; Rhodospirillales; 
252486 252380 1 105 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
253961 253855 1 105 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


332450 Bacteria_16S 


219856881 
sequence 
a; Sphingo: 


219846266 
equence 
a; Rhizobi 


265678631 


628893 63029 


Rhodospiri 
265678568 
1 sequence 
eria; Caul 


265678324 
10775 
Sphingomon 
219878301 


1850849 18521 


Rhodospiri 
219878185 
20153 
Sphingomon 
219857409 


2460248 24616 


Sphingomon 
219856866 


2884576 28858 


Sphingomon 
219846782 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 


Sphingomon 
219846781 


16S ribosomal RNA, partial sequence 3210062 32115 


Sphingomon 

228721340 
sequence 

oteobacter 


219878444 


6S ribosomal RNA, partial sequence 1646706 16481 


Acetobacte 
219878443 


somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae; 
332450 Bacteria_16S 


; Stella. 
219857411 
quence 

ia; Sphing 


’ 


219856812 


2964771 29662 


Sphingomon 
219846789 
ial sequen 
cteria; Rh 


219846246 
39683 
rillales; 
265678330 


16S ribosomal RNA, partial sequence 1070184 10716 


Rhodospiri 
265678894 


251300 25272 


hodobacter 
265678893 
quence 

ia; Rhodob 


382479 382377 5 105 gi 


265678800 


lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 


ref 


ales 
ref 
llac 
ref 
7 
obac 


ref 


adac 
ref 


llac 
ref 


adac 
ref 


adac 
ref 


adac 
ref 


adac 
ref 


adac 
ref 


ia; 

ref 
race 
ref 
a hu 
ref 
omon 


ref 


adac 
ref 


odos 


ref 


ref 


llac 
ref 


acea 
ref 


acte 


ref 


2864276 28657 
mona 


3938625 39400 


19632 72103 


29 1078967 Sphin 


75 2016816 Caulo 


89 Sphingomonas 


03 Sphingomonas 


1339181 13406 


2457264 24587 


22 Sphingopyxis 


ce 3198121 31995 


66 3969766 Phaeo 
Rhod 


252777 254201 


NR_024700.1 
3 
dales; Sphin 
NR_025856.1 
3 
7 Methylobac 
NR_028936.1 


eae; Roseosp 
NR_028872.1 
6 
u 


terales; Ca 


NR_028626.1 
g 


eae; Sphingo 
NR_025440.1 


eae; Roseosp 
NR_025324.1 
b 
eae. 
NR_024997.1 


eae; Sphingo 
NR_024685.1 


81 Sphingomonas oligophenolica 


eae; Sphingo 
NR_026374.1 


eae; Sphingo 
NR_026373.1 


eae; Sphingo 
NR_027605.1 
2 
Rhodospirill 
NR_025583.1 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


NR_024999.1 
0 
i 


adales; Sph 


NR_024631.1 


eae; Sphingo 
NR_026381.1 
6 
pirillales; 


NR_025836.1 
s 
ospirillacea 
NR_028632.1 


eae; Tistrel 
NR_029202.1 


e; Amaricocc 
NR_029201.1 


rales; Rhodo 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Methylobacterium 
1 Methylobacterium 


teriaceae; 


Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Asticcacaulis 
Asticcacaulis 

lobacteraceae; 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Sphingomonas 

Bacteria; 
monas. 


Sphingomonas mali 


11 Sphingomonas mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Magnetospirillum 

3 Magnetospirillum 

ales; Rhodospirillaceae; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Sphingopyxis 
6 Sphingopyxis 


ngomonadaceae; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Magnetospirillum 

3 Magnetospirillum 

Rhodospirillaceae; 


Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


NR_029105.1 


Parvibaculum 


381306 382756 Parvibaculum 


lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Parvibaculum. 


332450 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain SW-46 16S 
Proteobacteria; A 


332450 Bacteria_16S 


strain ALC-2 16S 
Proteobacteria; A 


332450 Bacteria_16S 


strain H-8 16S ri 
Proteobacteria; A 


332450 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


332450 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


332450 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


332450 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


332450 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


332450 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


332450 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


332450 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


332450 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


332450 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


332450 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


332450 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


332450 Bacteria_16S 


strain BN6 16S ri 
Proteobacteria; A 


332450 Bacteria_16S 


strain MB-G2 16S 


593593 593487 1 105 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
768623 768517 1 

osomal RNA, partial sequence 
Rhizobiales; Hypho 
908877 908791 7 92 gi 
S ribosomal RNA, partial sequence 


105 gi 


Sphingomonadales; 
1074301 1074195 1 105 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 

2118602 2118516 7 92 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2151880 2151794 7 92 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2154813 2154707 1 105 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

3655583 3655477 1 105 gi 
ain Ben1l03 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


gi 


3975357 3975251 1 105 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3995805 3995719 7 92 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3998790 3998704 7 92 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


gi 


4001720 4001614 1 105 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


364397 364296 6 105 gi 
FailI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
3997295 3997210 8 92 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


4036666 4036581 8 92 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
67855 67771 6 89 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


233911 233819 1 92 gi 
n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


373331 373247 6 89 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


465606 465514 1 92 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3312719 3312635 6 89 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

3956003 3955911 1 92 gi 
ribosomal RNA, partial sequence 


gi 


265678657 
ce 59240 


Sphingomonadales; 


265678534 


767437 76891 
microbiace 


265678439 


907717 90916 


Erythrobac 
265678328 
ence 10731 


Sphingomonadales; 


219857656 


2117441 21188 


Erythrobac 
219857634 


2150729 21521 


Erythrobac 
219857632 


2153652 21550 


Acetobacte 
219846468 
sequence 
eria; 
219846242 
sequence 


a; Rhizobi 


219846228 


3994645 39960 


Erythrobac 
219846226 
quence 

ia; Sphing 


, 


219846224 
uence 
a; Sphingo: 


265678812 
ence 36326 
terales; C 
219846227 
uence 

a; Sphingo: 


219846199 
ence 40355 
onadales; 
265679019 
sequence 
cteria; Sp 


265678907 
uence 
ia; Rhodob 


265678806 
quence 
teria; Sph 


265678741 


464412 46582 


Rhodospiri 
219846712 


3311548 33129 


Sphingomon 
219846255 


Rhod 


ref |NR_028962.1 
8 593892 Novosp 


Novosphingobium 
hingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 
ref |NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 
ae; Devosia. 
ref |NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythrobacter. 
ref|NR_025223.1| Porphyrobacter cryptus 
42 Porphyrobacter cryptus Bacteria; 
teraceae; Porphyrobacter. 
ref|NR_025221.1| Rubritepida flocculans 
80 Rubritepida flocculans Bacteria; 
raceae; Rubritepida. 
ref|NR_026060.1| Amaricoccus 

3654403 3655826 Amaricoccus 
obacterales; Rhodobacteraceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 

Erythrobacter flavus 
flavus Bacteria; 


ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


Agrobacterium 
6 Agrobacterium 
ae; 


, 


ref|NR_025818.1 
85 Erythrobacter 
tera Erythr 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Porphyrobacter 
9 Porphyrobacter 
omonadales; hrobacteraceae; 
NR_025814.1 
4000552 400199 
monadales; Sphin 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_025817.1 

3996136 399757 
monadales; Eryth 


Phenylobacterium 

obacterium lituiforme 
Phenylobacterium. 
Erythrobacter 

9 Erythrobacter 

robacteraceae; 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref |NR_029327.1 

66694 68135 
hingomonadales; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Rhodobacter 
Rhodobacter 
bacteraceae; 


ref|NR_029215.1 
232719 234184 
acterales; Rhodo 


ref|NR_029111.1 
372149 373610 
ingomonadales; S 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


ref|NR_029046.1| Inquilinus limosus 

9 Inquilinus limosus Bacteria; 

llaceae; Inquilinus. 

ref|NR_026304.1| Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
adaceae; Sphingobium. 

ref|NR_025845.1| Rhodovulum strictum 


3954838 3956224 Rhodovulum strictum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


332450 Bacteria_16S 
strain A828 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
332450 Bacteria_16S 
yabuuchiae strain 
Proteob 
332450 Bacteria_16S 
limnaeus strain A26 16S ribosomal RNA, partial sequence 
Proteob 
332450 Bacteria_16S 
strain EDIV 16S r 
Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 


Bacteria; 


Bacteria; 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 


strain LMG 2142 1 


Bacteria; 


Bacteria; 


azotocaptans stra 
azotocaptans Bact 


Gluconacetobacter. 
332450 Bacteria_16S 


strain W1-2B 16S 


strain 21F-2 16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


332450 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


332450 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


332450 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


332450 Bacteria_16S 


strain CM243 16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


332450 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


332450 Bacteria_16S 


strain hl 16S rib 


floricola strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain AAO8 16S r 


4109022 4108925 1 95 
ibosomal RNA, partial sequence 


gi 


ne 
1068386 1068303 7 89 gi 
Al-18 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingomon 
1905226 1905127 8 105 gi 
acteria; Gammaproteobacteria; Chromatial 
1956733 1956650 7 89 gi 
ibosomal RNA, partial sequence 
Sphingomonadales; 
2459916 2459833 7 89 gi 
ribosomal RNA, partial sequence 


Sp 


Sphingomonadales; 
3262578 3262495 7 89 gi 


Sp 


Sphingomonadales; 
667975 667869 1 105 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
698276 698186 6 95 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
872484 872378 1 105 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


nc 
ri 


nc 
te 


s 
ri 


1069886 1069796 6 95 
ribosomal RNA, partial sequence 


gi 


au 
1080207 1080101 1 105 
ribosomal RNA, partial sequence 


gi 


Ac 
1093932 1093826 1 105 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


qu 
er 


1095373 1095267 1 105 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1406737 1406631 1 105 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


ri 


qu 
er 


1582300 1582194 1 105 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1615988 1615882 1 105 gi 
ribosomal RNA, partial sequence 


al 
ri 


au 
2160840 2160734 1 105 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


qu 
ri 


2509740 2509634 1 105 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


ue 
R 


, 


2631615 2631509 1 
osomal RNA, partial sequence 


105 gi 
ho 
2696189 2696083 1 105 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2709884 2709778 1 105 gi 
ibosomal RNA, partial sequence 


nc 
Ea 8 


Ac 


332450 Bacteria_16S 


strain Yo-3 16S r 


219846146 
4107869 41092 


llaceae; 


265678332 


ce 10672 
adales; 


219878260 


19040 
es; 


Sphingomon 
265678604 


e 66678 
llales; 


265678584 


e 69711 
rales; 


equence 
a; Rhodo 


265678331 
1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
332450 Bacteria_16S 


lobacter 


265678323 
1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
332450 Bacteria_16S 


etobacte 


265678314 


ence 
ia; 


265678313 


10942 
llales; 


219857143 


ence 
ia; 


219878490 


sequenc 
a; Rhodo 


219878466 
1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
332450 Bacteria_16S 


lobacter 


219857628 


ence 
a; Rhodo 


219857371 


nce 
hodospir 


219857238 
2630432 26317 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
332450 Bacteria_16S 


dobacter 


219857191 


e 26950 
llales; 


219857182 
2708714 27101 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


etobacte 


2762247 27621411 105 
ibosomal RNA, partial sequence 


gi 


219857145 
2761077 2762491 Kozakia baliensis Bacteria; 


Chro. 
219878224 
1955571 19570 
hingomon 
219857410 
2458757 24601 
hingomon 
219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 
entanii strain LT 
Proteob 
332450 Bacteria_16S 
aurantiaca strain 
Proteob 
332450 Bacteria_16S 


c 
265678464 


Rhod 


Rhod 


ref|NR_025736.1| Bartonella chomelii 
43 Bartonella chomelii Bacteria; 

Bartonella. 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref|NR_025363.1 


Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 

Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Sphingomonas pituitosa 

16 Sphingomonas pituitosa Bacteria; 

adaceae; Sphingomonas. 

ref|NR_024998.1| Sphingomonas koreensis 

97 Sphingomonas koreensis Bacteria; 

adaceae; Sphingomonas. 

ref |NR_026338.1| Sphingomonas trueperi 

78 Sphingomonas trueperi Bacteria; 

adaceae; Sphingomonas. 

ref|NR_028909.1|] Gluconacetobacter 

6 668269 Gluconacetobacter entanii 

Acetobacteraceae; Gluconacetobacter. 

ref |NR_028889.1| Brevundimonas 

8 698533 Brevundimonas aurantiaca 

aulobacteraceae; Brevundimonas. 

ref|NR_028767.1| Gluconacetobacter 
871314 872760 Gluconacetobacter 

spirillales; Acetobacteraceae; 


’ 


ref |NR_028633.1| Brevundimonas nasdae 
33 Brevundimonas nasdae Bacteria; 

aceae; Brevundimonas. 

ref|NR_028625.1| Acetobacter orientalis 
18 Acetobacter orientalis Bacteria; 
raceae; Acetobacter. 

ref|NR_028616.1] Acetobacter 

1092739 1094192 Acetobacter 
ospirillales; Acetobacteraceae; 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
NR_024771.1 
1405568 140698 
irillales; Ac 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 

1 Acetobacter 
etobacteraceae; 


’ 


ref |NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025605.1| Woodsholea maritima 
41 Woodsholea maritima Bacteria; 
aceae; Woodsholea. 

ref|NR_025217.1| Swaminathania 
159648 2161102 Swaminathania 
spirillales; Acetobacteraceae; 


Rhodovarius 
8 Rhodovarius 


ND 


ref |NR_024959.1 
2508571 251001 
illales; Acetoba 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 
ref|NR_024866.1| Methylarcula terricola 
92 Methylarcula terricola Bacteria; 
aceae; Methylarcula. 

ref|NR_024819.1| Saccharibacter 

10 2696445 Saccharibacter floricola 
Acetobacteraceae; Saccharibacter. 
ref|NR_024810.1| Asaia krungthepensis 
24 Asaia krungthepensis Bacteria; 
raceae; Asaia. 
ref |NR_024773.1 


’ 


Kozakia baliensis 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 


332450 Bacteria_16S 2810488 2810382 1 105 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

332450 Bacteria_16S 2825534 2825428 1 105 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

332450 Bacteria_16S 2937229 2937123 1 105 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

332450 Bacteria_16S 3004187 3004081 1 105 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
332450 Bacteria_16S 3118869 3118763 1 105 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
332450 Bacteria_16S 3419076 3418970 1 105 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

332450 Bacteria_16S 3553843 3553737 1 105 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

332450 Bacteria_16S 3555374 3555268 1 105 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

332450 Bacteria_16S 3570501 3570395 1 105 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

332450 Bacteria_16S 3575047 3574941 1 105 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

332450 Bacteria_16S 3942694 3942588 1 105 gi|219846264|ref|NR_025854.1| Acidiphilium rubrum 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium rubrum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

332450 Bacteria_16S 3944155 3944049 1 105 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

332450 Bacteria_16S 3947075 3946969 1 105 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium cryptum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

332450 Bacteria_16S 3948540 3948434 1 105 gi|219846260|ref|NR_025850.1| Acidiphilium angustum 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium angustum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

332450 Bacteria_16S 3976766 3976676 6 95 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

332450 Bacteria_16S 57282 57185 7 102 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

332450 Bacteria_16S 58782 58685 7 102 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

332450 Bacteria_16S 251004 250915 1 89 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

332450 Bacteria_16S 598070 597973 7 102 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
strain BCH 16S ribosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

332450 Bacteria_16S 733101 733012 7 95 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

332450 Bacteria_16S 1089337 1089239 8 105 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

332450 Bacteria_16S 2029977 2029880 7 102 gi|219878176|ref|NR_025315.1| Chromatium okenii 


strain DSM 169 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


Chromatium. 


2028754 2030144 Chromatium okenii Bacteria; 


332450 Bacteria_16S 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 33891 


Proteobacteria; G 


332450 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


332450 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


332450 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


332450 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


332450 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


332450 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


332450 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; G 


332450 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


332450 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


332450 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


332450 Bacteria_16S 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 45835 


Proteobacteria; G 


332450 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


332450 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


332450 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


332450 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


332450 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


332450 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


332450 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


332450 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


332450 Bacteria_16S 


RW1 16S ribosomal 
Proteobacteria; A 


332450 Bacteria_16S 


3388946 3388849 7 102 gi 
ammaproteobacteria; Chromatiales; Chro 
3591857 3591752 2 105 gi 
in LMD 22.1 16S ribosomal RNA, partial 


eria; Proteobacteria; Alphaproteobacte 


734522 734426 8 102 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
1084667 1084583 6 89 gi 
ia; Sphingomonadales; Sphingomonadacea 

1408195 1408111 6 89 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1970380 1970288 1 92 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


3150385 3150289 8 102 gi 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3173266 3173170 8 102 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3978257 3978165 1 92 gi 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


v 


385571 385472 8 105 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
445775 445676 8 105 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


gi 


458127 458028 8 105 gi 
ammaproteobacteria; Pseudomonadales; P 
459579 459480 8 105 gi 
in CFBP 4389 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


471676 471577 8 105 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
555869 555770 8 105 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
557411 557312 8 105 gi 


ammaproteobacteria; Pseudomonadales; P 
558955 558856 8 105 gi 


ammaproteobacteria; Pseudomonadales; P 
640756 640657 8 105 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
672525 672426 8 105 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 
961554 961455 8 105 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1400763 1400680 7 89 gi 
RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1415761 1415662 8 105 gi 


3172065 31735 


384340 38587 


470446 47199 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


639529 64105 


1399580 1401060 Sphin 


219846653 


matiaceae; 
219846515 
sequence 
ria; Rhodo 


265678559 
ce 73331 
ales; Chro 
265678320 


e; Sphingo 
219846657 
artial seq 
acteria; S 


219878215 
equence 
eria; Rhod 


219846822 
equence 

a; Chromat 
219846806 


matiaceae; 
219846240 

quence 
Rhodospir 


265678798 


seudomonad 
265678758 
quence 
eria; Pseu 
265678746 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


seudomonad 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678624 


seudomonad 
265678601 
ial sequen 
obacteria; 


265678404 
96032 
seudomonad 

228715353 


Sphingomon 


ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 
ref|NR_026107.1] Acetobacter 

3590670 3592148 Acetobacter 
spirillales; Acetobacteraceae; 


ref |NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_026249.1 
uence 140703 


phingomonadales; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Sphingobium amiense 
acteria; Proteobacteria; 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


ref|NR_025354.1 

1969231 197053 
ospirillales; Rh 
ref|NR_026414.1 
149167 315062 


Thiolamprovum 
5 Thiolamprovum 
iales; Chromatiaceae; Thiolamprovum. 
ref |NR_026398.1| Thiorhodococcus minor 
14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus 
ref|NR_025830.1 
3977072 397838 

illales; Rhodosp 


Ww 


Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029063.1] Pseudomonas 
444544 446074 Pseudomonas 
domonadales; Pseudomonadaceae; 


ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref|NR_029050.1] Pseudomonas 
458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028986.1| Pseudomonas 
2 Pseudomonas poae Bacteria; 
aceae; Pseudomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028906.1| Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 


poae 


, 


ref|NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 


224581448 


ref|NR_027230.1| Pseudomonas marginalis 


strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


332450 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


332450 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


332450 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


332450 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


332450 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


332450 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


332450 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


332450 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


332450 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


332450 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


332450 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


1579325 1579226 8 105 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1641738 1641639 8 105 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


gi 


1643300 1643201 8 105 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644861 1644762 8 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1695180 1695081 8 105 gi 


gi 


se 


eq 
ri. 


se 


se 


219846381 
1578118 15795 


udomonad 


219878449 


uence 
a; Pseud 


219878448 
1642082 16435 


udomonad 


219878447 
1643643 16451 


udomonad 


219878411 


16S ribosomal RNA, partial sequence 1693968 16954 


ammaproteobacteria; Pseudomonadales; P 
1696724 1696625 8 105 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2144274 2144175 8 105 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2145779 2145680 8 105 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2220008 2219909 8 105 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


2235166 2235067 8 105 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2321966 2321867 8 105 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


332450 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


332450 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


332450 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


332450 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


332450 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
332450 Bact 
strain CIP 105470 
Proteobacteria; G 
332450 Bact 
strain CIP 105259 
Proteobacteria; G 
332450 Bact 
strain CIP 105274 
Proteobacteria; G 


332450 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


332450 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


eria_16 


eria_16 


eria_16 


2323518 2323419 8 105 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2521891 2521792 8 105 gi 


rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2523371 2523272 8 105 gi 


rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2529443 2529344 8 


105 gi 


se 


se 


se 


eq 


ia 


jone 
ac 


s 
ia 


se 


na 
se 


te 


se 
te 


udomonad 


219878410 
1695512 16970 


udomonad 


219857639 
2143068 21445 


udomonad 


219857638 


uence 
Pseudo: 


, 


219857586 


al seque 
teria; P 


219857576 


equence 
Pseudo: 


, 


219857515 


23207 
udomonad 


219857514 


23223 
dales; P 


219857363 


quence 
ria; Pse 


219857362 


quence 
ria; Pse 


219857358 


16S ribosomal RNA, partial sequence 2528225 25296 


ammaproteobacteria; Pseudomonadales; P 
2556197 2556098 8 105 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
Ss 2557763 2557664 8 105 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
s 2562389 2562290 8 105 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2571522 2571423 8 105 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580643 2580544 8 105 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582209 2582110 8 105 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 


332450 Bacteria_16S 


strain CIP 104883 


2583779 2583680 8 105 gi 
16S ribosomal RNA, partial sequence 


se 


na 


se 


se 


se 


se 


na 


udomonad 


219857340 


25549 
dales; P 


219857339 


25565 
udomonad 


219857336 


25611 
udomonad 


219857287 


25702 
udomonad 


219857281 


25794 
udomonad 


219857280 


25809 
dales; P 


219857279 


ref |NR_025972.1 
aceae; Pseudomon 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 
acea 
ref 


e; Pseudomon 
NR_025586.1 


acea 
ref 


e; Pseudomon 
NR_025550.1 


acea 
ref 


e; Pseudomon 
NR_025549.1 


acea 
ref 


e; Pseudomon 
NR_025228.1 
aceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
monadales; Pseud 


ref 
nce 
seud 


NR_025174.1 
221879 
omonadales; 


ref|NR_025164.1 
2233956 223544 
monadales; Pseud 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 

2522145 252361 
udomonadales; Ps 
ref|NR_024946.1 
aceae; Pseudomon 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 

Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 
Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 


2582558 2584074 Pseudomonas monteilii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


332450 Bacteria_1 
strain CFML 96-17 
Bacteria; Proteob 
332450 Bacteria_1 
strain CIP 105273 
Proteobacteria; G 
332450 Bacteria_1 
strain CIP 105460 
Bacteria; Proteob 
332450 Bacteria_1 
strain EJ2M-B 16S 
Proteobacteria; G 
332450 Bacteria_1 
strain ATCC 13522 
Bacteria; Proteob 


332450 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


332450 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


332450 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


332450 Bacteria_16S 
16S ribosomal RNA, partial sequence 3176631 31781 
ammaproteobacteria; Pseudomonadales; P 


strain DSM 11363 


Proteobacteria; G 


332450 Bacteria_16S 
bosomal RNA, partial sequence 


strain FF3 16S ri 
Proteobacteria; A 


332450 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


332450 Bacteria_16S 


strain HTCC2597 1 
Proteobacteria; A 


332450 Bacteria_16S 
DA3079 16S ribosomal RNA, partial sequ 


valvarum strain M 
Bacteria; Proteob 


332450 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


332450 Bacteria_16S 
n NBRC 13752 16S ribosomal RNA, partia 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


332450 Bacteria_16S 
n JC2041 16S ribosomal RNA, partial se 


ganghwensis strai 
ganghwensis Bacte 


332450 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


332450 Bacteria_16S 


Och 149 16S ribos 
Proteobacteria; A 


332450 Bacteria_16S 


diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 


332450 Bacteria_16S 


HEL-45 16S riboso 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
332450 Bacteria_16S 


strain LMG 1746 1 
Proteobacteria; A 


332450 Bacteria_16S 


0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


ammaproteobacteria; Pseudomonadales; P 


acteria; Gammaproteobacteria; Pseudomo 


Bacteria; Proteobacteria; Alphaproteob 


6S 2585348 2585249 8 105 gi 


6S 2596186 2596087 8 105 gi 
16S ribosomal RNA, partial sequence 


6S 2597752 2597653 8 
16S ribosomal RNA, 


105 gi 
complete sequence 


6S 2781899 2781812 7 93 
ribosomal RNA, partial sequence 


gi 


146803 146712 1 92 gi 
lphaproteobacteria; Rhodobacterales; R 
259938 259832 1 105 gi 


strain ITI-1157 16S ribosomal RNA, par 


379447 379341 1 105 gi 


6S ribosomal RNA, partial sequence 378266 37969 


lphaproteobacteria; Rhodobacterales; R 
754914 754828 8 93 gi 


acteria; Gammaproteobacteria; Cardioba 
930561 930455 1 105 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1096817 10967111 105 gi 


ria; Proteobacteria; Alphaproteobacter 


1278062 1277964 6 102 gi 
Proteobacteria; Gammaproteobacter 
1337367 1337276 1 92 gi 
ain BS107 16S ribosomal RNA, partial s 


07 Bacteria; Proteobacteria; Alphaprot 


ria; 


1352675 1352584 1 

omal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1354123 13540171 105 gi 
rain PAl 5 16S ribosomal RNA, partial 
1 5 Bacteria; Proteobacteria; Alphapro 


92 gi 


1379855 1379749 1 105 


mal RNA, partial sequence 


gi 


1750088 1749982 1 105 gi 


6S ribosomal RNA, partial sequence 1748919 17503 


lphaproteobacteria; Rhodospirillales; 
1751580 17514741 105 gi 


na 


2780730 27821 


145646 14699 


929371 93083 


1351515 1352883 Roseo 


1378686 1380064 Ocean 


219857278 
25841 
dales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857129 


seudomonad 
265678965 


hodobacter 
265678889 
tial seque 
acteria; R 


265678802 


hodobacter 
265678543 
ence 75371 
cteriales; 
265678425 


hodobacter 
265678312 
1 sequence 
ia; Rhodos 


219846127 
quence 
ia; Altero 
228721486 
equence 
eobacteria 


228720499 
hodobacter 
228720330 
sequence 
teobacteri 


228717469 


hodobacter 
219878374 


Acetobacte 
219878373 


acea 


ref 


25 2585640 Pseud 
omonadaceae 


seud 
ref 
61 25 


ref 


29 2598044 Pseud 
omonadaceae; 


seud 
ref 


acea 
ref 


acea 
ref 
nce 

hodo 


ref 


acea 
ref 


Car 
ref 


acea 
ref 


pira 
ref 


mona 
ref 


, 


Rh 


ref 
bact 
acea 
ref 
a; R 
ref 
ibul 
acea 
ref 


race 
ref 


e; 


eC; 


e; 


bacterales; 


9 755211 Cardi 
diobacteria 


1095628 10970 


1276861 12782 
dales; 


1336206 13375 
odobacteral 


e; 


1352934 13544 
hodospirill 


NR_024909.1 
0! 


v 


NR_024902.1 
96478 Pseudo: 
Pseudomon 
NR_024901.1 
° 


v 


NR_024757.1 


Pseudomon 
NR_029273.1 


Marinovu: 
NR_029197.1 
258782 


NR_029107.1 


Oceanicol 
NR_028847.1 
° 
c 
NR_028727.1 


NR_028614.1 
7 
llales; Acet 
NR_025717.1 
6 
Colwe 
NR_027609.1 
8 
e 


NR_027593.1 
er litoralis 
Roseobact 
NR_027591.1 
1 
a 


NR_027563.1 
bus indolife 
e; Oceanibul 
NR_025513.1 


ae; Acetobac 
NR_025512.1 


Pseudomonas orientalis 


monas orientalis 


Pseudomonas. 
Pseudomonas mandelii 


monas mandelii Bacteria; 
as. 


Pseudomonas libanensis 


monas libanensis 


Pseudomonas. 
Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


ammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
6S 2854645 2854546 8 105 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
2859328 2859229 8 105 gi|219856885|ref|NR_024704.1| Pseudomonas lundensis 
16S ribosomal RNA, partial sequence 2858110 2859620 Pseudomonas lundensis 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
2920741 2920642 8 105 gi|219856843|ref|NR_024662.1| Pseudomonas 
train FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
acteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2975148 2975049 8 105 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
bosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
3177861 3177762 8 105 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 
as. 


Marinovum algicola 


3 Marinovum algicola Bacteria; 
m. 


Ruegeria 
260120 Ruegeria 


Rhodobacteraceae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


e; a. 


Cardiobacterium 


bacterium valvarum 
eae; 


Cardiobacterium. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 
e; Ruegeria. 


Acetobacter 
0 Acetobacter 


obacteraceae; 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 


er. 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 


332450 Bacteria_16S 


strain vc 5 16S r 


1845915 1845809 1 105 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


332450 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


332450 Bacteria_16S 


strain DSM 2665 1 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
332450 Bacteria_16S 


strain MCS 25 16S 


2013614 2013508 1 105 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2015074 2014968 1 105 gi 


H 
2018034 2017928 1 105 gi 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


332450 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


332450 Bacteria_16S 


strain SCH-89 16S 


2153350 2153244 1 105 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


2537013 2536907 1 105 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


332450 Bacteria_16S 


strain VP-6 16S r 


2538371 2538265 1 105 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


332450 Bacteria_16S 


strain VP-5 16S r 


2539776 2539670 1 105 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


332450 Bacteria_16S 


strain MHS-2 16S 


2541106 2541000 1 105 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


332450 Bacteria_16S 


strain MHS-3 16S 


2542511 2542405 1 105 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


332450 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


332450 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


332450 Bacteria_16S 


strain Nl 16S rib 


pontiacus ChLG-10 
Bacteria; Proteob 


332450 Bacteria_16S 


strain PW2 16S ri 


3085870 3085764 1 105 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


3087315 3087209 1 105 gi 


teria; Proteobacteria; Alphaproteobact 


3109731 3109625 1 105 
osomal RNA, complete sequence 


gi 


3144327 31442211 105 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3945614 3945508 1 105 gi 
bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


332450 Bacteria_16S 


strain 101 16S ri 


3949996 3949890 1 105 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


332450 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


332450 Bacteria_16S 


strain KMM 3554 1 
Proteobacteria; A 


332450 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


332450 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


332450 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


4167335 4167229 1 105 gi 
KMM 3584 16S ribosomal RNA, partial se 


4168817 41687111 105 gi 
lphaproteobacteria; Rhodobacterales; R 
2717322 27172257 102 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2961328 29612317 102 gi 
al RNA, partial sequence 
ia; Alteromonadales; Colwelliaceae; Co 
3580995 3580921 1 73 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


332450 Bacteria_16S 


strain RB 16S rib 


fever group. 


3781789 3781704 8 
osomal RNA, partial sequence 


92 gi 


1844748 18461 


6S ribosomal RNA, partial sequence 2013915 20153 


2016867 20182 


2535834 25371 


2537193 25385 


2538597 25399 


2539981 25412 


2541332 25426 


ain 381 16S ribosomal RNA, partial seq 


3108566 31099 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
332450 Bacteria_16S 


3944448 39458 


3948831 39502 


a; Proteobacteria; Alphaproteobacteria; 


6S ribosomal RNA, partial sequence 4167649 41690 


2716108 27175 


2960112 2961625 Colwe 


219878305 


yphomonada 
219878187 
al sequenc 
ria; Rhodo 
219878186 


yphomonada 
219878184 


yphomonada 
219857633 
equence 

ria; Rhodo 


219857353 


yphomonada 
219857352 


yphomonada 
219857351 


yphomonada 
219857350 


yphomonada 
219857349 


yphomonada 
219846865 
al sequenc 
ria; Rhodo 


219846864 
uence 
eria; Rhod 
219846849 


hodobacter 
219846826 
31431 
terales; R 
219846262 


Acetobacte 
219846259 


Acetobacte 
219846102 
quence 

; Rhodobac 


219846101 


hodobacter 
219857177 


olwelliace 
219856816 


lwellia. 
219846522 
1 sequence 
bacteria; 


219846376 


ref |NR_025444.1 


ceae; Maricauli 
ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 
ceae; Hyphomonas 
ref|NR_025323.1 
; Maricaulis 
ref |NR_025222.1 

2152193 215360 
bacterales; Rhod 


ceae 


ref|NR_024941.1 


; Hyphomona 
NR_024940.1 


ceae 
ref 
; Hyphomonas 
NR_024939.1 


ceae 
ref 
; Hyphomonas 
NR_024938.1 


ceae 
ref 
; Hyphomonas 
NR_024937.1 


ceae 
ref 


ceae; Hyphomonas 
ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


ref|NR_026456.1 

3086162 308755 
obacterales; Rho 
ref|NR_026441.1 
aceae; Rhodovulu 
ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_025852.1 


race 
ref 


ae; Acidocel 
NR_025849.1 


race 
ref 


ae; Acidocel 
NR_025692.1 
166170 416759 
terales; Rhodoba 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_024805.1 


Colwellia. 
NR_024635.1 
maris Bacte 


ae; 
ref 
llia 


ref|NR_026114.1 
3579840 358126 
Rhodospirillales 


ref 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
s. 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
Ss. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 


dobacteraceae; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Sulfitobacter 

obacter pontiacus 
Sulfitobacter. 
Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Sulfitobacter 

8 Sulfitobacter 

cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Colwellia maris strain 
ria; Proteobacteria; 


Roseococcus 
5 Roseococcus 
Acetobacteraceae; 


’ 


Rickettsia honei 


NR_025967.1 


3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


spotted 


332450 Bacteria_16S 


strain S51-W 16S 


3796819 3796722 7 102 
ribosomal RNA, partial sequence 


gi 


219846366 
3795600 37970 


ref|NR_025957.1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
332450 Bacteria_16S 3849913 3849828 8 92 gi|219846329|ref|NR_025919.1 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 38501 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

332450 Bacteria_16S 38942 38850 1 92 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

332450 Bacteria_16S 178809 178721 6 93 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

332450 Bacteria_16S 351093 351001 1 92 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 


strain B 16S ribo 
Alphaproteobacter 


332450 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


332450 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


332450 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


332450 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


332450 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


332450 Bacteria_16S 
6S ribosomal RNA, partial sequence 702960 70436 


strain ThSch 12 1 
Proteobacteria; G 


332450 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


332450 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


332450 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


332450 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


332450 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


332450 Bacteria_16S 


strain S-3 16S ri 
Proteobacteria; A 


332450 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


332450 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; G 


332450 Bacteria_16S 


strain KMM 227 16 


ammaproteobacteria; Chromatiales; Chroma 
929078 928986 1 92 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1140776 1140676 7 105 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


nc 
te 


qu 
ia 


1363143 1363051 1 92 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1382799 1382711 6 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1391720 1391636 6 89 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1414256 1414172 6 89 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; 


nc 
te 


di 


e 


’ 


P 


Sphingomonadales; 

1496437 1496349 6 93 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Aeromona 
1546368 1546280 6 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1547883 1547795 6 93 gi 
S ribosomal RNA, partial sequence 


Sp 


da 


di 


somal RNA, partial sequence 349928 351312 Parac 


265678426 


253680763 


228719132 
228717104 
1381574 13830 
228716336 
224581449 
1413085 14145 
219846691 
219857261 
1545151 15466 


219857260 
1546665 15481 


occus kocurii Ba 


5 Lamprocystis 
Lamprocystis. 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028011.1 
139586 114102 
sphaerales; Sali 


tiaceae; 


e 92790 
rales; R 


R 


ence 
; Salini 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref |NR_027560.1 


e 13619 
rales; R 


omarinaceae; Idiomarina 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 


ref |NR_027233.1 


13905 
arvularc 


hingomonadaceae; Sphingo 
ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 


ref|NR_024892.1 


14952 
les; Aer 


Idiomarina 
NR_024891.1 


omarinaceae; 


ref 


cteria; Proteobacteria; 


ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
358346 358246 7 105 gi|265678816|ref|NR_029121.1]| Loktanella 
ain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
367367 367279 6 93 gi|265678810|ref|NR_029115.1| Idiomarina 
rain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
cteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
477745 477653 1 92 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 


ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
572635 572535 7 105 gi|265678671|ref|NR_028976.1| Jannaschia 
rain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
cteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
584594 584502 1 92 gi|265678663|ref|NR_028968.1| Paracoccus 
in MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
704189 704093 8 102 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 


purpurea Bacteria; 


Roseovarius 

arius nubinhibens 
Roseovarius. 
Salinisphaera 

5 Salinisphaera 

nisphaeraceae; 


Octadecabacter 
cabacter antarcticus 
Octadecabacter. 
Idiomarina baltica 


307 


49 Idiomarina baltica 0S145 Bacteria; 


Parvularcula 

arcula bermudensis 
culaceae; Parvularcula. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 

Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
Aeromonas. 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

332450 Bacteria_16S 1571716 1571628 6 93 gi|219878156|ref|NR_025295.1 

subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 157198 

subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 

332450 Bacteria_16S 1646409 1646321 6 93 gi| 219878446 |ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


332450 Bacteria_16S 
strain LMG 317541 


2026999 2026911 6 


332450 Bacteria_16S 2062247 2062151 8 


roseopersicina strain DSM 229 16S ribosomal RNA, partial 


roseopersicina Bacteria; Proteobacteria; 
332450 Bacteria_16S 2159346 21592541 


zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
332450 Bacteria_16S 
strain L2-TR 16S 


2299182 2299094 6 


332450 Bacteria_16S 2456999 2456911 6 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; 


Aeromonas. 
2926702 2926610 1 


Aeromonadaceae; 
332450 Bacteria_16S 


carotinifaciens strain E-396 16S ribosomal RNA, 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


332450 Bacteria_16S 3063346 3063254 1 


mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 
332450 Bacteria_16S 3108260 3108160 7 
strain N2 16S ribosomal RNA, 


332450 Bacteria_16S 
strain A901/1 16S 


3135251 3135159 1 


332450 Bacteria_16S 3164118 3164026 1 


strain Ekho Lake-172 16S ribosomal RNA, partial sequence 


93 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


102 


Gammaproteobacteria; 


92 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


93 


92 


92 


105 


complete sequence 


92 


ribosomal RNA, partial sequence 


92 


complete 


219878178 |ref 


gi 


219878149 
sequence 


gi ref 


219857629|ref 


gi 


219857531|ref 


gi 


NR_025317.1 
2025759 2027165 Aeromonas popoffii Bacteria; 
Aeromonas. 

NR_025288.1 
2061023 206241 
Chromatiales; Chromatiaceae; Lamprocystis. 
NR_025218.1 


Rhodobacterales 


NR_025119.1 


215819 


Aeromonas popoffii 
Lamprocystis 

5 Lamprocystis 
Paracoccus 

4 2159597 Paracoccus 


; Rhodobacteraceae; 


Idiomarina loihiensis 


2297982 2299396 Idiomarina loihiensis Bacteria; 


219857413 |ref 


gi 


219856839 
sequence 


gi ref 


219846880|ref 


gi 


219846850|ref 


gi 


Idiomarina. 
NR_025001.1 


Gammaproteobacteria; 
NR_024658.1 
2925520 292697 
Rhodobacterales; Rhodobacteraceae; 
NR_026472.1 
3062186 306360 


Rhodobacterales; 


NR_026442.1 


245578 


Rho 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Paracoccus 
1 Paracoccus 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Rhodovulum robiginosum 


3107102 3108515 Rhodovulum robiginosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


219846832 |ref 


gi 


NR_026424.1 


Rhodovulu: 


m. 
Paracoccus alkenifer 


3134094 3135501 Paracoccus alkenifer Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


219846813|ref 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


332450 Bacteria_16S 
strain : CIP 7430 


3613171 3613083 6 


332450 Bacteria_16S 3663257 3663161 8 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial 


psychrotropica Bacteria; Proteobacteria; 
332450 Bacteria_16S 3669378 3669290 6 
strain HK 204 16S 


332450 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 

332450 Bacteria_16S 


3813565 3813477 6 


Bacteria; 


3936919 3936827 1 


thiocyanatus strain THI 011 16S ribosomal RNA, partial 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


332450 Bacteria_16S 3938353 3938261 1 


Proteobacteria; 


93 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


102 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


93 


strain CECT 4199 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


92 


92 


strain DM-82 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


332450 Bacteria_16S 3954566 3954474 1 
Bacteria; 


332450 Bacteria_16S 4009294 4009206 6 


92 


93 


strain 848 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


332450 Bacteria_16S 4010828 4010740 6 


93 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


332450 Bacteria_16S 4232636 42325441 


92 


219846497 |ref 


gi 


219846463 |ref 


gi 


219846458 |ref 


gi 


NR_026405.1 
3162961 3164378 Roseov 


NR_026089.1 
3611933 3613434 Aeromo 
Aeromonas. 
NR_026055.1 
sequence 3662041 366352 
Gammaproteobacteria; Alteromonadales; Co 
NR_026049.1 


Paracoccu 


Roseovari 


s. 

Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Aeromonas bestiarum 
nas bestiarum Bacteria; 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Erwinia persicina 


3668184 3669639 Erwinia persicina Bacteria; 


219846354 |ref 


gi 


219846268 
sequence 


gi ref 


219846267 |ref 


gi 


NR_025945.1 
Aeromonadales; A 
NR_025858.1 
3935756 393713 


Rhodobacterales; 


NR_025857.1 


Erwin 


381232 


Rhod 


ia. 

Aeromonas 

7 3813828 Aeromonas 
eromonadaceae; 


Paracoccus 
9 Paracoccus 


obacteraceae; 


Paracoccus aminovorans 


3937190 3938574 Paracoccus aminovorans Bacteria; 


gi| 219846256 |ref 


219846217|ref 


gi 


NR_025846.1 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodov 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
NR_025807.1 


Paracoccu 


s. 

Rhodovulum 

ulum sulfidophilum 
Rhodovulum. 

Aeromonas molluscorum 


4008054 4009559 Aeromonas molluscorum Bacteria; 


219846216|ref 


gi 


Aeromonas. 
NR_025806.1 


Idiomarina ramblicola 


4009610 4011068 Idiomarina ramblicola Bacteria; 


219846047 |ref 


gi 


Idiomarina. 
NR_025637.1 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 423288 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Salipiger mucosus 


methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterale 

Leisingera. 

332450 Bacteria_16S 365879 365780 8 105 gi|265678811|ref|NR_029116.1 

strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 


Proteobacteria; Alphaproteobacteria; 
332450 Bacteria_16S 


785645 785550 8 


mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 


101 


Rhodobacterales; Rhodobacteraceae; 


265678522 |ref 


gi 


NR_028826.1 
784432 785869 Pseudomonas 


Salipiger 


Pseudomonas 


mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
332450 Bacteria_16S 
thermotolerans st 
thermotolerans Ba 
Pseudomonas. 
332450 Bacteria_16S 
strain JT7304 16S 
Proteobacteria; G 
332450 Bacteria_16S 
strain B-10-31 16 
Proteobacteria; G 
332450 Bacteria_16S 
strain 2825 16S r 
Proteobacteria; G 
332450 Bacteria_16S 
strain MCS 18 16S 


332450 Bacteria_16S 
washingtonensis s 
washingtonensis B 
Maricaulis. 
332450 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; G 
332450 Bacteria_16S 
strain LBB1 16S r 


332450 Bacteria_16S 
strain MKT 106 16 
Proteobacteria; G 
332450 Bacteria_16S 
alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 
332450 Bacteria_16S 
strain IFO 13613 


ria; 


332450 Bacteria_16S 
resinovorans stra 
resinovorans Bact 
Pseudomonas. 
332450 Bacteria_16S 
citronellolis str 
citronellolis Bac 
Pseudomonas. 
332450 Bacteria_16S 
antarctica strain 
antarctica Bacter 
Psychromonas. 
332450 Bacteria_16S 
strain DSM 50071 
Bacteria; Proteob 
332450 Bacteria_16S 
oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 
332450 Bacteria_16S 
guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 
332450 Bacteria_16S 
vestfoldensis str 
vestfoldensis Bac 
Loktanella. 
332450 Bacteria_16S 
strain Pull 5.3 1 
Proteobacteria; G 
332450 Bacteria_16S 
lucentensis strai 
Bacteria; Proteob 
332450 Bacteria_16S 


eria; 


16S ribosomal RNA, 
acteria; Gammaproteobacteria; Pseudomo 


6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 


1145337 1145238 8 


rain CM3 16S ribosomal RNA, partial se 
cteria; 


Proteobacteria; 


1152855 1152768 7 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 


1412754 1412667 7 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 


1757806 1757719 7 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 


2019506 2019411 1 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


2020978 2020883 1 


train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteobacteria; 


2147284 2147185 8 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


2341443 2341344 8 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


2741447 2741360 7 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 


2816470 2816371 8 


n AL15-21 16S ribosomal RNA, partial s 
Proteobacteria; 


2929707 2929608 8 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


2972071 2971972 8 


in LMG 2274 16S ribosomal RNA, partial 


Proteobacteria; 


2973586 2973487 8 


ain DSM 50332 16S ribosomal RNA, parti 
teria; 


Proteobacteria; 


3117348 31172617 


star-1 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteri 


3629611 3629512 8 


3906620 3906521 8 


ain L-1 16S ribosomal RNA, 
teria; 


Proteobacteria; 


37531 37445 


n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


504041 503955 7 


ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


791774 791688 7 
compl 


1151298 1151212 8 


n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 


1445060 1444974 7 


105 253680760 
quence 


teria; 


gi 
Gammaproteobac 


93 gi| 253680755 


1151622 11530 


Pse 


ref|NR_028008.1 
144133 11455 


udomonadales; P 


R 


ref|NR_028003.1 
67 Psychromonas 


6 
s 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Psychromonas kaikoae 
kaikoae Bacteria; 


sychromonadaceae; Psychromonas. 
93 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
1411537 1413034 Algicola sagamiensis Bacteria; 
seudoalteromonadaceae; Algicola. 
93 gi| 219878367 |ref|NR_025506.1| Psychromonas profunda 


1756574 17580 
95 gi| 219878183 
2018337 20197 


YP 
219878182 


sequence 


95 gi 


sychromona 


homonada 


Rhodob 


69 Psychromonas 
daceae; 
ref |NR_025322.1 
ceae; Maricauli 
ref |NR_025321.1 

2019809 20212 
acterales; 


3 
Hyphomonadaceae; 


profunda Bacteria; 


Psychromonas. 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
s 


Maricaulis 
0 Maricaulis 


105 gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis 
2146078 2147531 Pseudomonas jinjuensis Bacteria; 
seudomonadaceae; Pseudomonas. 
105 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
2340265 2341721 Rhodobaca bogoriensis Bacteria; 
hodobacteraceae; Rhodobaca. 
93 gi|219857160|ref|NR_024788.1| Agarivorans albus 


2740223 27416 


76 Agarivorans a 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 


lbus Bacteria; 


eromonadaceae; Agarivorans. 
105 gi|219856913|ref|NR_024734.1| Pseudomonas 
equence 2815260 2816748 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
105 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
56 Terasakiella pusilla Bacteria; 
locystaceae; Terasakiella. 
105 gi|219846942|ref|NR_026534.1| Pseudomonas 
sequence 2970861 2972325 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

105 gi|219846941|ref|NR_026533.1| Pseudomonas 

al sequence 2972376 2973885 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
93 gi|219846844|ref|NR_026436.1| Psychromonas 
nce 3116131 3117629 Psychromonas 
a; Alteromonadales; Psychromonadaceae; 
105 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
complete sequence 3628374 3629910 Pseudomonas aeruginosa 
nadales; Pseudomonadaceae; Pseudomonas. 

105 gi|219846291|ref|NR_025881.1| Pseudomonas 

complete sequence 3905392 3906918 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
7 92 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
ial sequence 36384 37736 Sulfitobacter 

ia; Rhodobacterales; Rhodobacteraceae; 

92 gi|265678716|ref|NR_029021.1| Loktanella 
sequence 502862 504310 Loktanella 
eria; Rhodobacterales; Rhodobacteraceae; 

92 gi|265678518|ref|NR_028821.1| Psychromonas arctica 

ete sequence 790537 792043 Psychromonas arctica Bacteria; 
sychromonadaceae; Psychromonas. 

93 gi|253680756|ref|NR_028004.1| Thalassospira 
ence 1150178 1151571 Thalassospira lucentensis 
rillales; Rhodospirillaceae; Thalassospira. 

92 gi|224581424|ref|NR_027205.1| Thalassobacter 


1443876 1445340 Thalassobacter 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Thalassobacter. 


332450 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


332450 Bacteria_16S 


strain R-8904 16S 
Proteobacteria; A 


332450 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


332450 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


332450 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


332450 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


332450 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


332450 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


332450 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


332450 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


asymbiotica subsp 


Enterobacteriales 


332450 Bacteria_16S 


luminescens subsp 


1612951 1612865 7 92 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1712001 1711915 7 92 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1829008 1828902 1 105 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
2780431 2780345 8 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 
2783364 2783278 8 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
3026681 3026613 6 73 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
3162649 3162563 7 92 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


gi 


Thi 
gi 


3828886 3828800 8 93 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
195612 195515 7 102 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
215774 215688 7 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
400916 400827 5 93 


gi 


gi 


; Enterobacteriaceae; Photorhabdus. 


517648 517559 5 93 gi 
thracensis strain 39-8 16S ribosomal 


1710844 17122 


2779259 27806 


2782197 27836 


219878468 
1 sequence 
ria; Rhodo 


219878400 


hodobacter 
219878317 
quence 

a; Rhodoba 
219857130 


otrichacea 
219857128 


e; 


ref 
bact 


ref 
58 Loktanella salsilacus Bacteria; 
acea 
ref 


cter 
ref 
79 Thiothrix eikelboomii Bacteria; 


ref 
12 Thiothrix disciformis Bacteria; 


NR_025607.1 
1611794 161320 
erales; Rhod 


NR_025539.1 


e; Loktanell 
NR_025456.1 
1827843 182926 
ales; Hyphom 
NR_024758.1 


hiothrix. 
NR_024756.1 


BY 


Loktanella 
8 Loktanella 
obacteraceae; 


Loktanella salsilacus 


a. 
Oceanicaulis 

6 Oceanicaulis 

onadaceae; Oceanicaulis. 

Thiothrix eikelboomii 


Thiothrix disciformis 


otrichaceae; Thiothrix. 
219846906|ref|NR_026498.1| Phenylobacterium 
3025510 3026975 Phenylobacterium immobile 
terales; Caulobacteraceae; Phenylobacterium. 
219846814] ref|NR_026406.1| Antarctobacter 
equence 3161511 3162910 Antarctobacter 
ria; Rhodobacterales; Rhodobacteraceae; 
219846344|ref|NR_025934.1| Cardiobacterium 
3827653 3829122 Cardiobacterium hominis 
cteriales; Cardiobacteriaceae; Cardiobacterium. 
265678933|ref|NR_029241.1| Methylococcus 
ence 194385 195842 Methylococcus capsulatus 
occales; Methylococcaceae; Methylococcus. 
265678919|ref|NR_029227.1| Halomonas elongata 
214535 216002 Halomonas elongata Bacteria; 
Halomonadaceae; Halomonas. 
265678788 | ref |NR_029093.1| Photorhabdus 
rtial sequence 399669 401215 
australis Bacteria; Proteobacteria; Gammaproteobacteria; 
265678707 |ref|NR_029012.1| Photorhabdus 
RNA, complete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


332450 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


332450 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


332450 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


332450 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


332450 Bacteria_16S 


strain 3-p 16S ri 
Proteobacteria; A 


332450 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


332450 Bacteria_16S 
somal RNA, partial sequence 1128958 1130397 Ricke 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


strain R 16S ribo 


fever group. 


332450 Bacteria_16S 
6S ribosomal RNA, partial sequence 1369567 13709 


strain HTCC2516 1 
Bacteria; Proteob 


; Enterobacteriaceae; Photorhabdus. 


519213 519124 5 93 gi 
- kayaii strain 1121 16S ribosomal RNA 


Photorhabdus. 

722319 722230 5 93 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723905 723816 5 93 gi 
laumondii strain TTO1 16S ribosomal 


e; 
gi 


Enterobacteriaceae; Photorhabdus. 
725488 725399 5 93 gi 
akhurstii strain FRGO4 16S ribosomal 


v 


; Enterobacteriaceae; Photorhabdus. 


743726 743633 1 92 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
848307 848215 1 92 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1130143 1130058 8 92 


1370738 1370653 8 92 


acteria; Alphaproteobacteria; Rhodobac 


332450 Bacteria_16S 


strain SK-1T 16S 


- kayaii Bacteria; Proteobacteria; Gammaproteoba 


721087 72261 


265678706 
, complete 


265678567 
Enterobac 


265678566 
RNA, parti 


265678565 
RNA, part 


1459983 1459894 5 93 
ribosomal RNA, partial sequence 


ref 
sequence 517982 
cter 


ref 
2 Photorhabdus 
teri 
ref 
als 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 
ial 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


NR_029011.1 
ia; Enteroba 
NR_028871.1 
aceae; Photo 


NR_028870.1 
equence 


NR_028869.1 
sequence 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


Photorhabdus 
724253 725774 


gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
742578 743950 Rhodocista pekingensis Bacteria; 
Rhodospirillaceae; Rhodocista. 
gi|265678481|ref|NR_028784.1| Paracoccus 
nce 847132 848491 Paracoccus kondratievae 
terales; Rhodobacteraceae; Paracoccus. 
gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
ttsia rickettsii Bacteria; 
kettsiaceae; Rickettsieae; Rickettsia; spotted 
gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
terales; Rhodobacteraceae; Oceanicola. 
gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 


1458766 1460246 Xenorhabdus japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 


332450 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 
Roseisalinus. 
332450 Bacteria_16S 
strain ATCC 15253 


1611470 1611385 8 92 gi 


2023930 2023841 6 94 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


332450 Bacteria_16S 
strain DSM 9537 1 
Fusobacteria; Fus 
332450 Bacteria_16S 
aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 
332450 Bacteria_16S 


3391899 3391814 8 92 gi 
6S ribosomal RNA, partial sequence 33 


3680069 3679984 8 92 gi 


ed fever group. 


3693629 3693532 7 102 gi 


hansonii strain AM6 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Methyloc 


Bacteria; Proteob 
332450 Bacteria_16S 
strain E-37 16S r 


3717561 3717487 1 73 
ibosomal RNA, partial sequence 


gi 
37 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


332450 Bacteria_16S 3846933 3846848 8 92 
rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bact 
Rickettsia; spott 
332450 Bacteria_16S 
strain ATCC VR-61 
Bacteria; Proteob 
spotted fever group. 
332450 Bacteria_16S 
chungwhensis stra 
chungwhensis Bact 
Salinimonas. 
332450 Bacteria_16S 
acetylenicus stra 
acetylenicus Bact 
Pelobacter. 
332450 Bacteria_16S 
actinomycetemcomi 
Aggregatibacter actinomycetemcomitans Bacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 
332450 Bacteria_16S 628577 628489 6 93 
strain M11 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
332450 Bacteria_16S 771708 771612 8 102 gi 
strain Uedal07 16S ribosomal RNA, partial sequence 
Proteobacteria; G 
332450 Bacteria_16S 
strain CFBP 5236 
Proteobacteria; G 
332450 Bacteria_16S 
strain R-4079 16S 
Proteobacteria; G 
332450 Bacteria_16S 
strain R-4069 16S 
Proteobacteria; G 
332450 Bacteria_16S 1455650 1455562 6 93 gi 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial 
doudoroffii Bacteria; Proteobacteria; 
332450 Bacteria_16S 1553809 1553721 6 93 gi 
strain ATCC 29914 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
332450 Bacteria_16S 1634197 1634109 6 93 gi 


gi 


ed fever group. 
3848423 3848338 8 92 gi 
1 16S ribosomal RNA, partial sequence 


4006275 4006174 6 105 


gi 


eria; Proteobacteria; 


200223 200123 7 105 


gi 


eria; Proteobacteria; 


293257 293169 6 93 


gi 


gi 


845240 845152 6 93 


gi 


ammaproteobacteria; Enterobacteriales; 
1228441 1228345 8 102 gi 
ribosomal RNA, partial sequence 


1229977 1229889 8 95 
ribosomal RNA, partial sequence 


gi 


n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


obacteriales; Fusobacteriaceae; Propio 


ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


complete s 
eria; Proteobacteria; Alphaproteobacte 


acteria; Alphaproteobacteria; Ricketts 


in BH030046 16S ribosomal RNA, partial 
Gammaproteobacte 


in WoAcyl 16S ribosomal RNA, partial s 
Deltaproteobacte 


tans strain 277/49-50(8) 16S ribosomal 


627341 62884 


770475 77198 
ammaproteobacteria; Pseudomonadales; P 
16S ribosomal RNA, partial sequence 844000 84550 
1227244 12287 
ammaproteobacteria; Pseudomonadales; P 
1228770 12302 


ammaproteobacteria; Pseudomonadales; P 


Gammaproteobacter 


litoralis strain 
litoralis Bacteri 


332450 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1692057 1691961 8 102 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


332450 Bacteria_16S 


strain HK85 16S r 


1876207 1876119 6 93 
ibosomal RNA, partial sequence 


gi 


219878469 
uence 
ia; 


’ 


219878180 
20227 
au 
219846651 
90715 33921 
nigenium. 
219846451 
quence 
eria; 


219846442 
36924 
occales; 
219846425 
16418 37177 
ho 
219846331 
equence 

ria; Ricke 


219846330 
38472 


iales; Ric 


219846221 
sequence 
ria; Alter 


265678930 
equence 
ria; Desul 


265678865 
RNA, part 


265678633 


Enterobac 
265678532 


seudomonad 
265678483 


Enterobac 
219878281 


seudomonad 
219878280 


seudomonad 
224581417 
sequence 
ia; Aeromo 
219857220 
15525 
Enterobac 
219878454 
equence 

; Aeromona 
219878413 
1 sequence 
ria; Pseud 


219878284 


Rhodob 


lobacter 


Rick 


M 


dobacter 


ref|NR_025608.1 
1610323 161174 
acterales; Rhod 


ref|NR_025319.1 
70 2024208 Caulo 
aceae; Caulobac 
ref|NR_026243.1 


ref |NR_026042.1 
3678896 368032 
ettsiales; Rick 


ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026016.1 
aceae; Sagittul 
ref|NR_025921.1 

3845748 384718 
ttsiales; Ricket 


ref |NR_025920.1 
38 3848677 Ricket 
kettsiaceae; Ric 


ref|NR_025811.1 
4005071 400647 
omonadales; Alte 


ref|NR_029238.1 
198985 200521 
furomonadales; P 


ref 
ial 


NR_029171.1 
sequence 


ref |NR_028938.1 


teri 
ref 


aceae; Morga 
NR_028836.1 


acea 
ref 


e; Cellvibri 
NR_028786.1 


teri 
ref 


aceae; Samso 
NR_025420.1 


acea 
ref 


e; Cellvibri 
NR_025419.1 


aceae; Cellvibri 
ref |NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref 


Oo 


b 
at 


e 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Caulobacter henricii 
acter henricii Bacteria; 
er. 

Propionigenium maris 


40 Propionigenium maris Bacteria; 


Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 
a 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 
kettsieae; Rickettsia; 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Pelobacter 
Pelobacter 
elobacteraceae; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 

Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 
Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Oceanisphaera 

9 Oceanisphaera 

aceae; Oceanisphaera. 
Cellvibrio 

5 Cellvibrio 
domonadaceae; 


NR_025423.1 


Haemophilus pittmaniae 


1874987 1876454 Haemophilus pittmaniae Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 


332450 Bacteria_16S 
strain DSM 5000 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
332450 Bacteria_16S 1990516 1990428 6 93 gi 
proteamaculans st 
proteamaculans Ba 
Serratia. 
332450 Bacteria_16S 
strain DSM 30063 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
332450 Bacteria_16S 1995154 1995066 6 93 gi 
strain DSM 12358 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
332450 Bacteria_16S 1999774 1999686 6 93 gi 
DSM 5563 16S ribo 
Gammaproteobacteria; 
332450 Bacteria_16S 
strain Eb 13/82 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
332450 Bacteria_16S 2028441 2028353 6 93 gi 
carotovorum subsp. odoriferum strain LMG 17566 16S ribo 


1988967 1988879 6 93 gi 


cteria; Proteobacteria; Gammaproteobac 


1992064 1991976 6 93 gi 


Enterobacteriac 
93 gi 


Enterobacteriales; 
2004376 2004288 6 


6S ribosomal RNA, partial sequence 1987760 19892 


rain DSM 4543 16S ribosomal RNA, parti 


16S ribosomal RNA, partial sequence 1990842 19923 


16S ribosomal RNA, partial sequence 1993927 19 


somal RNA, partial sequence 1998561 2000045 Pr 


6S ribosomal RNA, partial sequence 2003168 20 


219878203 


Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


Enterobac 
219878199 
954 
Enterobac 
219878196 
agi 
eae; Pragi 
219878193 
046 
Enterobac 
219878177 
somal RNA, 


ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 

ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 

a. 
ref |NR_025332.1| Budvicia aquatica 
48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 
ref|NR_025316.1| Pectobacterium 
partial sequence 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
332450 Bacteria_16S 2171582 2171486 8 102 gi 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
332450 Bacteria_16S 2173133 2173037 8 102 gi 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
332450 Bacteria_16S 2335528 2335436 1 92 gi 
strain DM12 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
332450 Bacteria_16S 2336932 2336833 8 105 gi 
thiooxidans strain ALG 1 16S ribosomal RNA, partial seq 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacter 
Roseinatronobacter. 
332450 Bacteria_16S 
strain GB6 16S ri 


2428190 2428102 6 93 
bosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
332450 Bacteria_16S 2600741 2600653 6 93 gi 
granulomatis strain ATCC 49244 16S ribosomal RNA, parti 
granulomatis Bacteria; Proteobacteria; Gammaproteobacte 
332450 Bacteria_16S 2602295 2602207 6 93 gi 
strain HPA92 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
332450 Bacteria_16S 2603849 2603761 6 93 gi 
strain 177 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
332450 Bacteria_16S 2625483 2625387 8 102 gi 
lindaniclasticus strain RP5557 16S ribosomal RNA, parti 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteob 
Rhodanobacter. 
332450 Bacteria_16S 
succinogenes stra 
succinogenes Bact 
Actinobacillus. 

332450 Bacteria_16S 
strain ATCC 12775 
Proteobacteria; G 
332450 Bacteria_16S 
strain LMG 2542 1 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
332450 Bacteria_16S 3073693 3073597 8 102 gi 
strain 4-87 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
332450 Bacteria_16S 3300602 3300502 7 105 gi 
sulfidovorans strain RB-1 16S ribosomal RNA, partial se 


gi 


2639217 2639129 6 93 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


2856217 2856129 6 93 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2967491 2967403 6 93 gi 


sulfidovorans Bacteria; Proteobacteria; Gammaproteobact 
Methylophaga. 
332450 Bacteria_16S 3384434 33843347 105 gi 


strain ATCC 35842 16S ribosomal RNA, partial sequence 


2334350 23357 


2427049 24283 


2601060 26025 


2602614 26041 


6S ribosomal RNA, partial sequence 2966273 29677 


3072467 30738 


219857621 
21703 
seudomonad 
219857620 
21719 
seudomonad 
219857505 


hodobacter 
219857504 
uence 

ia; Rhodob 


219857439 


omonadacea 
219857268 
al sequenc 
ria; Paste 
219857267 


steurellac 
219857266 


steurellac 
219857248 
al sequenc 
acteria; X 


219857232 
uence 
ria; Paste 
219856887 
28549 
Enterobac 
219846946 


Enterobac 
219846873 


Balneatri 
219846721 
quence 


eria; Thio 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibrio. 
ref|NR_025093.1| Paracoccus methylutens 
05 Paracoccus methylutens Bacteria; 
aceae; Paracoccus. 
ref|NR_025092.1| Roseinatronobacter 
2335756 2337102 Roseinatronobacter 
acterales; Rhodobacteraceae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 


ref|NR_025027.1| Oceanimonas baumannii 
44 Oceanimonas baumannii Bacteria; 

e; Oceanimonas. 
ref|NR_024899.1 
e 2599506 260100 
urellales; Pasteurellaceae; Mannheimia. 
ref|NR_024898.1| Mannheimia ruminalis 
63 Mannheimia ruminalis Bacteria; 

eae; Mannheimia 
ref|NR_024897.1| Mannheimia varigena 
17 Mannheimia varigena Bacteria; 

eae; Mannheimia 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


Mannheimia 
9 Mannheimia 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


ref|NR_024860.1 
2637974 263946 
urellales; Paste 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Pseudomonas flectens 
monas flectens Bacteria; 


ref |NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref |NR_026538.1| Dickeya paradisiaca 
69 Dickeya paradisiaca Bacteria; 
teriaceae; Dickeya. 
ref|NR_026465.1| Balneatrix alpica 
61 Balneatrix alpica Bacteria; 
xs 
ref |NR_026313.1 
3299393 330087 
trichales; Pisci 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


219846660 
33832 


ref|NR_026252.1| Methylophaga marina 
08 3384695 Methylophaga marina Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


332450 Bacteria_16S 


3631196 3631096 7 


105 


strain Dfr2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
332450 Bacteria_16S 
strain ATCC 15712 
Bacteria; 
332450 Bacteria_16S 
strain EN 101 16S 
Proteobacteria; 
332450 Bacteria_16S 


wasabiae strain SR91 16S ribosomal RNA, partial sequence 


Bacteria; 
332450 Bacteria_16S 


betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 
betavasculorum Bacteria; 


Pectobacterium. 
332450 Bacteria_16S 
strain 1846 16S 
Proteobacteria; 

332450 Bacteria_16S 
strain CL-SP19 16 
Proteobacteria; 
332450 Bacteria_16S 


haeundaensis strain BC74171 16S ribosomal RNA, partial 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
332450 Bacteria_16S 
silvestris strain 
silvestris Bacteria; 
332450 Bacteria_16S 


Deltaproteobacteria; 


3667872 3667784 6 


3670884 3670796 6 


3672392 3672304 6 


3673900 3673812 6 


3675405 3675317 6 


3983951 3983863 6 


4134882 41347901 


731535 731436 8 


Firmicutes; 
788670 788571 8 


Proteobacteria; 


Desulfuromonadales; 


93 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


93 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


93 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


93 


Gammaproteobacteria; 


93 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


93 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


92 


HR3-23 16S ribosomal RNA, partial sequence 
Bacillales; 


105 gi| 265678561 
Planococcaceae; Soli 
105 gi| 265678520 


strain M39 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 


332450 Bacteria_16S 


822270 822171 8 


105 


strain IMT37 16S ribosomal RNA, partial sequence 


332450 Bacteria_16S 
halodurans strain 
Bacteria; 
332450 Bacteria_16S 
strain DSM 11713 

Firmicutes; Bacil 
332450 Bacteria_16S 


psychrotolerans strain DSM 11706 16S ribosomal RNA, partial seque 
psychrotolerans Bacteria; 


332450 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; 
332450 Bacteria_16S 
strain DSM 4594 1 
Proteobacteria; 
332450 Bacteria_16S 
strain DSM 30118 
Proteobacteria; 

332450 Bacteria_16S 
proteus strain 42 
Bacteria; 
332450 Bacteria_16S 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial 
quisquiliarum Bacteria; 


Methylosarcina. 
332450 Bacteria_16S 
strain AML-C10 16 
Proteobacteria; 
332450 Bacteria_16S 
strain 441-1 16S 
Proteobacteria; 

332450 Bacteria_16S 
thalassica strain 


thalassica Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylophaga. 
332450 Bacteria_16S 


lales; 


1766778 1766691 7 


1891737 1891638 8 


Bacillaceae; 
1893258 1893159 8 


Firmicutes; 


1993606 1993519 7 


1996689 1996602 7 


1998234 1998147 7 


2001307 2001220 7 


2412919 2412832 7 
Proteobacteria; 


2414483 24143967 


2993427 29933317 


3382895 3382796 8 


ATCC 33146 16S ribosomal RNA, 


3539935 3539836 8 


93 


34Alc 16S ribosomal RNA, partial sequence 17655 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


105 


16S ribosomal RNA, partial sequence 1890504 18919 
Bacillus. 


105 


Bacillales; 


93 


6S ribosomal RNA, partial sequence 1992387 19938 
Gammaproteobacteria; Enterobacteriales; 


93 


6S ribosomal RNA, partial sequence 1995493 19969 
Gammaproteobacteria; Enterobacteriales; 


93 


16S ribosomal RNA, partial sequence 1997016 19985 
Gammaproteobacteria; Enterobacteriales; 


93 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


93 


Gammaproteobacteria; Meth 


93 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococc 


102 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


105 gi|219846661 
complete sequence 
Thiotri 

105 gi| 219846550 


gi|219846485 
3629961 36314 


219846459 
36666 


gi 
gi| 219846457 
3669690 36711 


219846456 
36711 


gi 


gi|219846455 


gi|219846454 
3674212 36756 
Enterobac 
gi|219846236 
3982735 39841 
Idiomarinac 
gi|219846124 
sequence 


787469 78896 


gi| 265678498 
821061 82256 
gi| 219878360 
Ecto 


gi| 219878270 


gi|219878269 


Bacil 
gi 


laceae; 
219878200 


Enterobac 
gi|219878198 
Enterobac 
gi|219878197 
Enterobac 
219878195 
20000 


gi 


219857452 
sequence 


gi 


gi|219857451 
2413261 24147 


gi| 219846928 
2992209 29936 


Geobacte 


Ent 


Bacill 


ref 


ref 


ref 


Enterobacteriaceae; 


ref 


ref 


ref 


teri 
ref 


eae; 
ref 


rs 


ref 


baci 
ref 


iace 
ref 
ref 
thio 
ref 
ref 
nce 

ref 


teri 
ref 


teri 
ref 


teri 
ref 


Ent 
ref 


yloc 
ref 


acea 
ref 


e; Li 
ref 


chal 


raceae; 


79 3668133 Brenn 
Enterobacteriac 


96 3672653 Pecto 
Enterobacteriac 


erobacteriales; 


133716 41351 
Rhodobacterales; 


730321 73182 


2 Methylophaga 


52 1767023 Alkali 


96 2001585 Obesum 


2411699 24132 


3381669 338315 


NR_026077.1 


NR_026050.1 


NR_026048.1 


NR_026047.1 


NR_026046.1 
367270 


NR_026045.1 


aceae; Panto 
NR_025826.1 


Idiomarina. 
NR_025714.1 
2 


NR_028865.1 
7 
llus. 
NR_028824.1 


ae; Methylop 
NR_028801.1 


e; Pseudomon 
NR_025499.1 


rhodospirace 
NR_025409.1 


NR_025408.1 

189204 
us. 
NR_025339.1 


aceae; Serra 
NR_025337.1 


aceae; Rahne 
NR_025336.1 


aceae; Prote 
NR_025334.1 


erobacteriac 
NR_025040.1 
1 
occales; Met 
NR_025039.1 


e; Methylosa 
NR_026520.1 


egionella. 
NR_026253.1 


es; Pisciric 


ref 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
Geobacter. 


Brenneria salicis 


eria salicis ATCC 15712 


eae; Brenneria. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 
Brenneria. 


Pectobacterium 


bacterium wasabiae 


eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 

Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Paracoccus 
3 Paracoccus 


Rhodobacteraceae; 


Solibacillus 
Solibacillus 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadacea 


as. 

Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 

Obesumbacterium 
bacterium proteus 
eae; Obesumbacterium. 
Methylosarcina 

0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Legionella brunensis 


81 Legionella brunensis Bacteria; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


NR_026142.1 


Bacillus agaradhaerens 


strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Bacillus. 


332450 Bacteria_16S 
strain Gl 16S rib 
Proteobacteria; G 
332450 Bacteria_16S 


3914123 3914036 7 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


4222120 4222021 8 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 
332450 Bacteria_16S 
tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 
332450 Bacteria_16S 
borkumensis strai 
Bacteria; Proteob 
332450 Bacteria_16S 
antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas. 
332450 Bacteria_16S 
espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 
332450 Bacteria_16S 
modestum strain Gra 
modestum Bacteria; 

332450 Bacteria_16S 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
332450 Bacteria_16S 
strain LF13 16S r 
Caldithrix. 
332450 Bacteria_16S 
strain GraTa 2 16 
Fusobacteria; Fus 
332450 Bacteria_16S 
strain NVI 88/478 
Proteobacteria; G 
332450 Bacteria_16S 
suicloacalis stra 
suicloacalis Bact 
332450 Bacteria_16S 
phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 
332450 Bacteria_16S 
elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 
332450 Bacteria_16S 
strain DB21MT-5 1 
Proteobacteria; G 
332450 Bacteria_16S 
strain 01-570-1 1 
Firmicutes; Lacto 
332450 Bacteria_16S 
DSM 9799 16S ribo 
Proteobacteria; G 
332450 Bacteria_16S 
agarivorans strai 
agarivorans Bacteria; 
Pseudoalteromonas. 
332450 Bacteria_16S 
strain VenChi2 16 
Fusobacteria; Fus 
332450 Bacteria_16S 
strain 2674 16S r 
Proteobacteria; G 
332450 Bacteria_16S 
strain 2693 16S r 
Proteobacteria; G 
332450 Bacteria_16S 


laceae; 


Fusobacteria; 


obacteriales; 


16S ribosomal RNA, 
ammaproteobacteria; 


bacillales; 


Anaerobacillus. 
10132 10034 6 


48052 47966 8 


82714 82616 6 
128605 128507 6 


232369 232302 8 


93 gi 


105 gi 


4220889 4222400 Bacil 


102 gi 


2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


93 gi 


n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 


102 gi 


NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


102 gi 


261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


i3 gi 


Succ 2 16S ribosomal RNA, partial 


548167 548069 6 
Proteobacteria; 


583101 583011 7 


ibosomal RNA, partial sequence 


626985 626918 8 


S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


711480 711382 6 


partial 


773277 773191 8 


Firmicutes; 
810176 810078 6 


938308 938210 6 


1112011 1111913 6 


1220836 1220750 8 


1343500 1343414 8 


1754676 1754578 6 
Proteobacteria; 


1832107 1832040 8 


S ribosomal RNA, partial sequence 
obacteriales; 


Fusobacteriace 
1929497 1929399 6 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 


1931033 1930935 6 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 


2040588 2040502 8 


Fusobacteriales; 


Alteromonadales; 


Lactobacillales; 


102 gi 


train KMM 3635 16S ribosomal RNA, part 
acteria; 


in PPC79 16S ribosomal RNA, partial se 
eria; 


O-BC30 16S ribosomal RNA, partial sequ 


acteria; Gammaproteobacteria; Alteromo 


KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


6S ribosomal RNA, partial sequence 1110771 11122 
ammaproteobacteria; Alteromonadales; M 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofus 


93 gi 


somal RNA, partial sequence 1342254 1343799 Ferri: 
ammaproteobacteria; Alteromonadales; F 


102 gi 


n KMM 255 16S ribosomal RNA, partial s 
Gammaproteobacter 


73 gi 
ae; 


102 gi 


102 gi 


93 gi 


Fusob 


1830898 18324 
Ilyoba 


1928261 19297 


1929813 19313 


219846285 


3912908 39143 
Enterobac 


219846060 


265679057 
8961 
nadales; 


265679032 
nce 46828 
irillales; 
265679009 
ce 81499 
nadales; 


265678977 
e 12740 
nadales; 


265678908 
sequence 


265678687 


tis. 
228721107 


errimonada 
219878370 
equence 

ia; Altero 


219878315 


cter. 
219878242 


oritellace 
219878241 


oritellace 


P 


P 


P 


acteriacea 


ial sequen 


ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xenorhabdus. 

ref|NR_025650.1| Bacillus macyae strain 
lus macyae Bacteria; Firmicutes; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


ref|NR_029365.1 
10291 Pseudo 
seudoalteromonad 


Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Pseudoalteromonas 
alteromonas antarctica 
aceae; 


ref |NR_029340.1 
48321 Alcani 
Alcanivoracacea 
ref |NR_029317.1 
83011 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


Propionigenium 
Propionigenium 


ref|NR_029216.1 

231154 232668 
e; Propionigeniu 
ref |NR_028992.1 
ce 546976 548458 


m. 
Pseudoalteromonas 
Pseudoalteromonas 


Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

96 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 

581868 583371 Caldithrix abyssi Bacteria; 
73 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
625776 627290 Ilyobacter tartaricus Bacteria; 
Ilyobacter. 
102 gi| 265678575 |ref|NR_028880.1| Moritella viscosa 
sequence 710239 711741 Moritella viscosa Bacteria; 
Moritellaceae; Moritella. 

93 gi|265678531|ref|NR_028835.1| Atopostipes 

quence 772034 773579 Atopostipes 
Carnobacteriaceae; Atopostipes. 

102 gi| 265678506 |ref|NR_028809.1| Pseudoalteromonas 
ence 808968 810417 Pseudoalteromonas phenolica 
nadales; Pseudoalteromonadaceae; 

102 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
uence 937095 938588 Pseudoalteromonas 
; Alteromonadales; Pseudoalteromonadaceae; 

102 gi|265678301|ref|NR_028602.1| Moritella yayanosii 

56 Moritella yayanosii Bacteria; 
oritellaceae; Moritella. 

93 gi|219878362|ref|NR_025501.1| Allofustis seminis 


16 Allofustis seminis Bacteria; 


ref|NR_027602.1| Ferrimonas balearica 

monas balearica DSM 9799 Bacteria; 

ceae; Ferrimonas. 

ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 

monadales; Pseudoalteromonadaceae; 

ref|NR_025454.1| Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


219878168 


paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 


ref|NR_025381.1| Moritella profunda 
62 Moritella profunda Bacteria; 

ae; Moritella. 

ref|NR_025380.1| Moritella abyssi 
09 Moritella abyssi Bacteria; 

ae; Moritella. 

ref |NR_025307.1| Dolosicoccus 


2039358 2040867 Dolosicoccus 


332450 Bacteria_16S 
strain T9 16S rib 
Proteobacteria; G 
332450 Bacteria_16S 
ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 
332450 Bacteria_16S 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas. 
332450 Bacteria_16S 
strain P925 16S r 
Proteobacteria; G 
332450 Bacteria_16S 
nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 
332450 Bacteria_16S 
carrageenovora st 


eria; 


Pseudoalteromonad 
332450 Bacteria_16S 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 
332450 Bacteria_16S 
atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 
332450 Bacteria_16S 
strain P-172-71 1 
Proteobacteria; G 
332450 Bacteria_16S 
porcinus strain N 
Bacteria; Proteob 
332450 Bacteria_16S 
strain DSK1 16S r 
Proteobacteria; G 
332450 Bacteria_16S 
aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas 
332450 Bacteria_16S 
translucida strai 
translucida Bacte 
Pseudoalteromonas 
332450 Bacteria_16S 
paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas 
332450 Bacteria_16S 
strain SE-32A-C8 
Proteobacteria; G 
332450 Bacteria_16S 
strain CTCBS1 16S 
Proteobacteria; G 
332450 Bacteria_16S 
thermophilus stra 
thermophilus Bact 
Methylococcus. 

332450 Bacteria_16S 
strain MK (Kaplan 


ria; 


eria; 


fever group. 
332450 Bacteria_16S 
strain LCl 16S ri 
Proteobacteria; G 
332450 Bacteria_16S 


strain 6111 16S ribosomal RNA, partial sequence 


teria; 


teria; 


ribosomal RNA, 


2086726 2086640 8 


osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


2272004 2271906 6 


KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


2273477 2273379 6 


ain KMM 3549 16S ribosomal RNA, partia 
Gammaproteobact 


Proteobacteria; 


2605403 2605315 6 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


3422103 3422005 6 


in NCIMB 8614 16S ribosomal RNA, parti 
Gammaproteobacte 


Proteobacteria; 


3425070 3424972 6 


rain ATCC 12662 16S ribosomal RNA, par 
Pseudoalteromonas ca 
aceae; 


Pseudoalteromonas. 
3426548 3426450 6 


3428029 3427931 6 


IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


3695152 3695066 8 


6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pa 


3696588 3696502 8 


M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 


3953083 3952985 6 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Mor 


4053162 4053064 6 


3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


4214428 4214330 6 


n KMM 520 16S ribosomal RNA, partial s 
Gammaproteobacter 


Proteobacteria; 


4215983 4215885 6 


ain KMM 3548 16S ribosomal RNA, partia 
Gammaproteobact 


Proteobacteria; 


4292 4206 7 


16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 


45025 44928 7 


180286 180189 7 


in IMV-B-3037 16S ribosomal RNA, parti 
Gammaproteobacte 


Proteobacteria; 


317441 317356 8 


) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


419493 419396 7 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


699795 699699 7 


complete sequence 
ammaproteobacteria; Oceanospirillales; 


93 gi|219878132 


2085504 20870 
102 219857552 
ence 22707 
nadales; 


gi 


102 219857551 
1 


er 


gi 


93 gi| 219857265 
2604168 26056 
steurellac 
219846630 
al sequenc 


ria; 


102 gi 


102 219846628 


ti 


gi 


102 219846627 
equence 


Alteromon 


gi 


102 219846626 
equence 


; Alteromo 


gi 


93 gi|219846441 
steurellac 
219846439 
ce 36953 
llales; Pa 
gi|219846257 
3951843 39533 
itellace 
219846185 
nce 40519 
nadales; P 


93 gi 


102 


102 gi 


102 219846065 
equence 


ia; Altero 


gi 


v 


102 219846064 
1 sequence 


eria; Alte 


gi 


93 265679061 
4533 

ionellacea 
gi| 265679034 
43805 45323 
Halomonad 
265678943 
al sequenc 
ria; Methy 


gi 


102 


102 gi 


92 265678849 
31628 


kettsiacea 


gi 


102 gi|265678775 
418286 41972 
Halomonad 


102 265678583 


Alcanivor 


P 


sequence 
ia; Alte 


Alter 


al seque 
rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


ref|NR_025271.1 
acaceae; 
ref|NR_025140.1 
90 2272278 Pseud 
seudoalteromona 


ref|NR_025139.1 
2272329 227377 
romonadales; Ps 


ref|NR_024896.1 


eae; Mannheimia. 
ref |NR_026222.1 
e 3420894 342232 
omonadales; Pse 


ref 
nce 


NR_026220.1 
342386 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 
ref|NR_026032.1 
eae. 
ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; 
ref|NR_025847.1 


ae; Moritella. 
ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


ref|NR_025655.1 
4213214 421471 
monadales; Pseud 


ref|NR_025654.1 

4214764 421626 
romonadales; Pse 
ref |NR_029369.1 


e; Li 
ref 


egionella. 
NR_029342.1 


aceae; Carnimona 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


ref|NR_029154.1 
2 317695 Ricket 
e; Rickettsieae; 


ref|NR_029080.1 


acea 
ref 


e; Halomona 


gi 


fo) 
d 


e 


Us 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcaniv 


orax. 

Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 


udoalteromonadaceae; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 


1lteromonadaceae; 


Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Moritella japonica 


48 Moritella japonica Bacteria; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


udoalteromonadaceae; 


Legionella erythra 


Legionella erythra Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


Ss. 
Methylococcus 
Methylococcus 
ylococcaceae; 


Rickettsia akari 
tsia akari Bacteria; 


Rickettsia; spotted 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Ss. 


NR_028888.1 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 


Thiocystis violascens 


698584 699934 Thiocystis violascens Bacteria; 


332450 Bacteria_16S 


strain Eplumel 1 
Proteobacteria; 
332450 Bacteria 
strain Esulfidel 
Proteobacteria; 
332450 Bacteria 


ulvae strain UL12 
Proteobacteria; Gammaproteobacteria; Alteromon 
Pseudoalteromonas. 


Bacteria; 


332450 Bacteria 


strain KMM 241 16 


Proteobacteria; 


332450 Bacteria_16S 


strain LMG 21857 
Proteobacteria; 


332450 Bacteria_16S 
strain BM5 16S ribosomal RNA, partial sequence 


Proteobacteria; 


_168 


1214905 1214808 7 102 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
1216385 1216288 7 102 gi 


gi 


16S 1701371 1701270 6 105 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Al 


1870117 1870016 6 105 gi 


gi 


Gammaproteobacteria; Alteromonadales; Al 
1967465 1967376 7 95 gi 


2291671 22915747 102 gi 


Gammaproteobacteria; Chromatiales; Chroma 
332450 Bacteria_16S 


224581436 
1213697 12151 


adales; 


219878407 
1700153 17016 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 


teromonadaceae; 
219878217 
1966261 19677 
tiaceae; 
219857538 


ref |NR_027218.1 


Halomonas 


ref|NR_027185.1 


Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 1403757 1403660 7 102 gi|219857444|ref|NR_025032.1 
16S ribosomal RNA, partial sequence 1402605 1403959 Pseudo 


Pseudoalteromonad 


ref|NR_025546.1 
Glaciecol 
ref|NR_025427.1 
Glaciecol 
ref|NR_025356.1 

Thiocapsa. 
ref|NR_025126.1 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonadaceae; 
224581404 
16S ribosomal RNA, partial sequence 1215201 12166 


Halomonas sulfidaeris 
30 Halomonas sulfidaeris Bacteria; 


Pseudoalteromonas 


alteromonas ulvae 
aceae; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 
teromonadaceae; 


a. 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Pseudoalteromonas 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 
flavipulchra Bacteria; 


Pseudoalteromonas. 


332450 Bacteria_16S 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 
maricaloris Bacteria; 


Pseudoalteromonas. 


332450 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


stanieri Bacteria; 
Marinobacterium. 


332450 Bacteria_16S 


strain LS-13 16S 
Proteobacteria; 


rubra strain ATCC 
Bacteria; 
Pseudoalteromonas. 


332450 Bacteria_16S pa 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 34238 


luteoviolacea Bacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas. 


Proteobacteria; 
2447864 2447767 7 
Proteobacteria; 


2867014 2866917 7 


2991935 2991853 8 


3420624 3420527 7 


3423586 3423489 7 


Proteobacteria; 


102 


102 


91 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; 
332450 Bacteria_16S 
29570 16S ribosomal RNA, partial sequence 34194 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


102 


102 


Gammaproteobacteria; 


gi 


Gammaproteobacteria; 


gi 


gi 


2990709 29921 


gi 


gi 


2290487 2291969 Pseudoalteromonas 
Alteromonadales; Pseudoalteromonadaceae; 


sequence 


219857421|ref|NR_025009.1| Pseudoalteromonas 
2446675 2448124 Pseudoalteromonas 
Alteromonadales; Pseudoalteromonadaceae; 
219856880 NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 
Alteromonadales; Alteromonadaceae; 
219846929 Fluoribacter gormanii 
gormanii Bacteria; 
Fluoribacter. 
ref|NR_026223.1| Pseudoalteromonas 
18 3420843 Pseudoalteromonas rubra 
Pseudoalteromonadaceae; 


ref|NR_026521.1 
58 Fluoribacter 


219846631 


219846629 NR_026221.1] Pseudoalteromonas 
10 Pseudoalteromonas 


Pseudoalteromonadaceae; 


ref 


332450 Bacteria_16S 


arcticus strain 
Bacteria; Proteo 


Proteobacteria; 
anguilliseptica 


anguilliseptica 
Pseudomonas. 


332450 Bacteria_16S 


1721-77 16S ribo 
Gammaproteobacte 


332450 Bacteria_16S 


strain Fowl 16S 
Proteobacteria; 


332450 Bacteria_16S 


strain 50 16S ri 
Proteobacteria; 


332450 Bacteria_16S 


strain PB 1 16S 
Proteobacteria; 


332450 Bacteria_16S 


398 16S ribosoma 
Gammaproteobacte 


strain OY 0-002 
Proteobacteria; 


leiognathi strai 


3683029 3682955 1 73 gi 
238 16S ribosomal RNA, partial sequence 
42025 41937 6 93 gi 
65 16S ribosomal RNA, partial sequence 
79731 79635 8 


102 gi 


Bacteria; Proteobacteria; 
168289 168201 6 
somal RNA, partial sequence 
ria; Vibrionales; Vibrionaceae; Vibrio. 
169813 169725 6 93 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; 
171289 171201 6 93 
bosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; 
172798 172710 6 93 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; 
174307 174219 6 93 
RNA, partial sequence 


93 gi 


gi 


gi 


gi 
1 


175815 175727 6 93 gi 


1 


177300 177212 6 93 gi 
n Ll 16S ribosomal RNA, partial sequence 


219846449 


368 


bacteria; Alphaproteobacteria; Rhodobacterales; 
332450 Bacteria_16S 
strain Ifremer A3 


265679036 


407 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 
332450 Bacteria_16S 265679011 
strain S 1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 


265678951 
167046 168502 Vibrio mimicus Bacter 


265678950 

168553 16998 
Vibrionaceae; 
265678949 

170036 17150 
Vibrionaceae; 
265678948 

171556 17300 
Vibrionaceae; 
265678947 
173054 174520 Vibrio fischeri Bacteria; 
ria; Vibrionales; Vibrionaceae; Aliivibrio. 
332450 Bacteria_16S 265678946 
6S ribosomal RNA, partial sequence 174571 17599 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


332450 Bacteria_16S 265678945 


ref|NR_026040.1 
18 
Rhodobacteraceae; 
ref|NR_029344.1 
74 42243 Vibrio 
Vibrio. 
ref|NR_029319.1 

78587 79994 


Pseudomonadales; P 


ref |NR_029259.1 


ref |NR_029258.1 


Vibrio. 
ref |NR_029257.1 


Vibrio. 
ref |NR_029256.1 


Vibrio. 


ref|NR_029255.1 


ref|NR_029254.1 


Vibrio. 


Octadecabacter 


64 3683252 Octadecabacter arcticus 


Octadecabacter. 


Vibrio pectenicida 


pectenicida Bacteria; 


Pseudomonas 
Pseudomonas 


seudomonadaceae; 


ref |NR_029253.1 


Vibrio mimicus strain 
ia; 


Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio fischeri strain 


Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 


176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


332450 Bacteria_16S 223400 223312 6 93 gi|265678914|ref|NR_029222.1| Vibrio campbellii 


strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

332450 Bacteria_16S 487035 486947 6 93 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

332450 Bacteria_16S 616447 616359 6 93 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

332450 Bacteria_16S 645424 645336 6 93 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 


40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


332450 Bacteria_16S 709922 709834 6 93 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

332450 Bacteria_16S 764055 763967 6 93 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

332450 Bacteria_16S 770181 770093 6 93 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

332450 Bacteria_16S 995389 995289 7 105 gi|265678381|ref|NR_028683.1| Acidaminobacter 


hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 


332450 Bacteria_16S 1012103 1012015 6 93 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

332450 Bacteria_16S 1051843 1051747 8 102 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

332450 Bacteria_16S 1136161 1136073 6 93 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

332450 Bacteria_16S 1154273 1154185 6 93 gi|253680754|ref|NR_028002.1| Photobacterium indicum 


strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


332450 Bacteria_16S 1175622 1175526 8 102 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

332450 Bacteria_16S 1258602 1258514 6 93 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

332450 Bacteria_16S 1269208 1269108 7 105 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 


chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 
332450 Bacteria_16S 1293127 1293039 6 93 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 
332450 Bacteria_16S 1378371 1378275 8 102 gi|228717562|ref|NR_027564.1| Teredinibacter 
turnerae strain T7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredinibacter turnerae T7901 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 
Teredinibacter. 
332450 Bacteria_16S 1385852 1385764 6 93 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans 0OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 
332450 Bacteria_16S 1463088 1463000 6 93 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
332450 Bacteria_16S 1512875 1512787 6 93 gi|219878127|ref|NR_025266.1| Histophilus somni 
strain 8025 16S ribosomal RNA, partial sequence 1511717 1513077 Histophilus somni Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 
332450 Bacteria_16S 1608569 1608481 6 93 gi|219878471|ref|NR_025610.1| Shewanella 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 1608812 Shewanella 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 
332450 Bacteria_16S 1658553 1658465 6 93 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
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332450 Bacteria_16S 94912 94813 8 105 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
332450 Bacteria_16S 165134 165035 8 105 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
332450 Bacteria_16S 191081 190994 7 93 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
332450 Bacteria_16S 194101 194014 7 93 gi|265678934|ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 
Methylococcaceae; Methylobacter. 
332450 Bacteria_16S 197122 197035 7 93 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
strain A30 16S ribosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
332450 Bacteria_16S 370386 370299 7 93 gi| 265678808 |ref|NR_029113.1]| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 
332450 Bacteria_16S 380973 380874 8 105 gi|265678801|ref|NR_029106.1| Lactobacillus 
delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 
Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 
Lactobacillus. 
332450 Bacteria_16S 414976 414877 8 105 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
332450 Bacteria_16S 435009 434922 7 93 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
332450 Bacteria_16S 502541 502442 8 105 gi| 265678717 |ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
332450 Bacteria_16S 532904 532805 8 105 gi| 265678697 |ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
332450 Bacteria_16S 534459 534360 7 104 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 
332450 Bacteria_16S 586083 585984 8 105 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
332450 Bacteria_16S 607157 607058 8 105 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
332450 Bacteria_16S 610229 610130 8 105 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
332450 Bacteria_16S 728590 728503 7 93 gi| 265678563 |ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
332450 Bacteria_16S 807072 806973 8 105 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
332450 Bacteria_16S 860326 860239 7 93 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
332450 Bacteria_16S 863379 863292 7 93 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 
332450 Bacteria_16S 902778 902691 7 93 gi|265678443|ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 
332450 Bacteria_16S 966182 966095 7 93 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 
332450 Bacteria_16S 1056284 1056185 8 105 gi|265678340|ref|NR_028642.1| Paraliobacillus 


ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 


1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 


332450 Bacteria_16S 1081701 1081602 8 105 gi| 265678322 
strain NAFO01 16S ribosomal RNA, partial sequence 1080469 10819 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 1155833 1155734 8 105 gi| 253680753 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 11561 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
332450 Bacteria_16S 1186117 1186030 7 93 gi| 228716090 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
332450 Bacteria_16S 1187628 1187541 7 93 gi|228716058 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
332450 Bacteria_16S 1189139 1189052 7 93 gi|228716012 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
332450 Bacteria_16S 1190650 1190563 7 93 gi|228715942 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
332450 Bacteria_16S 1276570 1276483 7 93 gi| 219846179 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 12753 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
332450 Bacteria_16S 1297616 1297517 8 105 gi| 219857534 


strain 2DT 16S ri 
Firmicutes; Bacil 


332450 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


332450 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


332450 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


332450 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


332450 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


332450 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


332450 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


332450 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


332450 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


332450 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


332450 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


332450 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


332450 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


332450 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


332450 Bacteria_16S 


neutrophila strai 


Halorhodospira. 


bosomal RNA, partial sequence 1296399 12978 


lales; Bacillaceae; Bacillus. 

1315889 1315790 8 105 gi| 228716557 
train DSM 10 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Bacillales; Bacillaceae; Ba 

1355732 1355645 7 93 gi| 228720264 
strain ATCC 33508 16S ribosomal RNA, partial seq 
costicola Bacteria; Proteobacteria; Gammaproteob 

1484373 1484286 7 93 gi| 219857506 
ibosomal RNA, partial sequence 1483159 14846 


ammaproteobacteria; Oceanospirillales; Halomonad 
1514374 1514275 8 105 gi| 219878119 
ribosomal RNA, partial sequence 1513128 15146 
lales; Bacillaceae; Bacillus. 
1583845 1583746 8 105 gi| 219878489 
16S ribosomal RNA, partial sequence 1582619 15841 
lales; Planococcaceae; Viridibacillus. 
1585400 1585301 8 105 gi| 219878488 
16S ribosomal RNA, partial sequence 1584175 15856 
lales; Planococcaceae; Viridibacillus. 
1586955 1586856 8 105 gi| 219878487 
osomal RNA, partial sequence 1585730 15872 
laceae; Bacillus. 
1631109 1631010 8 105 gi| 219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


lales; Bacillaceae; Bacillus. 
1635773 1635674 8 105 gi| 219878453 
n S1 16S ribosomal RNA, partial sequence 16345 


tes; Bacillales; Planococcaceae; Planococcus. 
1637235 1637136 8 105 gi| 219878452 
omal RNA, partial sequence 1636012 1637452 Bacil 
laceae; Bacillus. 

1638726 1638627 8 
omal RNA, partial sequence 
laceae; Bacillus. 

1690518 1690419 8 


105 gi|219878451 
1637503 1638932 Bacil 
105 


gi| 219878414 


in M8 16S ribosomal RNA, partial sequence 16892 
tes; Bacillales; Planococcaceae; Planococcus. 
1753125 1753026 8 105 gi| 219878372 


16S ribosomal RNA, partial sequence 1751903 17534 
lales; Bacillaceae; Bacillus. 

1784802 1784715 7 93 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; Halomonad 


219878347 
17835 


ref|NR_028624.1 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


ref|NR_028001.1 
00 Oceanobacillus 


ref|NR_027546.1 


Oceanobacillus 
iheyensis HTE831 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


erobacteriac 
NR_027545.1 


Ent 
ref 


eae; 


Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


erobacteriac 
NR_027544.1 


Ent 
ref 


eae; 


Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


erobacteriac 
NR_027543.1 


Ent 
ref 


eae; 


Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


Enterobacteriaceae; Yersinia. 
ref|NR_025769.1| Chromohalobacter 
63 1276810 Chromohalobacter sarecensis 
Halomonadaceae; Chromohalobacter. 
ref|NR_025122.1| Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 
ref|NR_027552.1| Bacillus subtilis 
1314657 1316173 Bacillus subtilis 
cillus. 
ref|NR_027590.1| Salinivibrio costicola 
uence 1354469 1355953 Salinivibrio 
acteria; Vibrionales; Vibrionaceae; 
ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 
aceae; Kushneria. 
ref|NR_025258.1| Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


ref |NR_025628.1 
24 Viridibacillus 


ref|NR_025627.1 
79 Viridibacillus 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025595.1 


Bacteria; 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


humi strain 
Firmicutes; 


Bacillus 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025511.1 


a; 


ria; 


Planococcus 


occus maitriensis 


Bacillus soli strain 
Firmicutes; 


Bacillus vireti strain 
Firmicutes; 


Planococcus 


occus rifietoensis 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 


1787846 1787759 7 93 gi| 219878344 
n SG 3301 16S ribosomal RNA, partial sequence 


ref|NR_025483.1 


Halomonas muralis 


nas muralis Bacteria; 


Halorhodospira 


1786631 1787986 Halorhodospira 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


332450 Bacteria_16S 1790808 1790709 8 105 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

332450 Bacteria_16S 1803012 1802913 8 105 gi|219878334|ref|NR_025473.1] Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 1804579 1804480 8 105 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

332450 Bacteria_16S 1809206 1809107 8 105 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

332450 Bacteria_16S 1838187 1838088 8 105 gi|219878310|ref|NR_025449.1| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

332450 Bacteria_16S 1842854 1842755 8 105 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 1864004 1863917 7 93 gi|219878292|ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
332450 Bacteria_16S 1865586 1865499 7 93 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

332450 Bacteria_16S 1941524 1941425 8 105 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 


strain LMG 18435 
Firmicutes; Bacil 


332450 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


332450 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


332450 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


332450 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


332450 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


332450 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


332450 Bacteria_16S 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


332450 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


332450 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; G 


332450 Bacteria_16S 


NCTC 5923 16S rib 
Proteobacteria; G 


332450 Bacteria_16S 


strain ATCC 33638 
Bacteria; Proteob 


lales; Bacillaceae; Bacillus. 
1946233 1946134 8 105 gi 
lales; Bacillaceae; Bacillus. 
1974875 1974776 8 105 
ibosomal RNA, partial sequence 
lales; Planococcaceae; 


2039029 2038930 8 


gi 


Marinibacillus. 
105 gi 


lales; Bacillaceae; Virgibacillus. 
2083711 2083612 8 105 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; 
2095821 2095722 8 105 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2115566 2115467 8 105 
ibosomal RNA, partial sequence 


gi 


gi 


332450 Bacteria_16S 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


332450 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain A45 16S ri 


16S ribosomal RNA, partial sequence 1940300 19418 


16S ribosomal RNA, partial sequence 1945009 19464 


1973642 19751 


16S ribosomal RNA, partial sequence 2037802 20393 


Lactob 


2094597 20961 


2114343 21158 


219878231 


219878212 


219878169 


219878134 
sequence 

acillaceae 
219878125 


219857658 


02 Bacillus shackletonii Bacteria; 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref|NR_025308.1 
07 Virgibacillus 


Virgibacillus proomii 
proomii Bacteria; 


ref|NR_025273.1| Lactobacillus 
2082477 2083963 Lactobacillus 
; Lactobacillus. 
ref|NR_025264.1| Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025247.1| Planococcus maritimus 
49 Planococcus maritimus Bacteria; 


lales; Planococcaceae; Planococcus. 

2117110 2117023 7 93 gi| 219857657 |ref|NR_025246.1| Microbulbifer 
DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

2192829 2192730 8 105 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 

ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
lales; Bacillaceae; Amphibacillus. 

2239751 22396647 93 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
bosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

2241262 2241175 7 93 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
osomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

2242773 2242686 7 93 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 

16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

2244284 22441977 93 gi|219857570|ref|NR_025158.1] Yersinia 
s strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
s Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

2278123 2278036 7 93 gi|219857548|ref|NR_025136.1| Methylomicrobium 

5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

2284210 2284123 7 93 gi|219857544|ref|NR_025132.1| Methylobacter marinus 


bosomal RNA, partial sequence 


2282981 2284479 Methylobacter marinus Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 


332450 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


332450 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


strain YKJ-10 16S 
Firmicutes; Bacil 


aquimarina strain 
Bacteria; Firmicu 


332450 Bacteria_16S 
ain Z-0021 16S ribosomal RNA, 
teria; 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


332450 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


332450 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatiales; 
332450 Bacteria_16S 


Bacteria; Proteob 


strain 2074-AUS-E 
Proteobacteria; G 


strain DSM 12769 
Proteobacteria; G 


subsp. spizizenii 
subtilis subsp. s 


mcmeekinii strain 
Bacteria; Firmicu 


halotolerans stra 
Bacteria; Firmicu 


alkanoclasticum s 
alkanoclasticum B 


332450 Bacteria_16S 
ibosomal RNA, partial sequence 
rochaetales; 


strain IST7 16S r 
Spirochaetes; Spi 


332450 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 
laceae; 
332450 Bacteria_16S 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
Lactobacillales; 


Bacillales; Bacil 


kitasatonis Bacte 


strain AM31D 16S 
Firmicutes; Bacil 


strain GTC 854 16 
Firmicutes; Bacil 


weihenstephanensi 
weihenstephanensi 


332450 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


strain IFO15566 1 
Firmicutes; Bacil 


lales; 
332450 Bacteria_16S 
train ARh 2 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; 


lales; 
332450 Bacteria_16S 


tes; 
332450 Bacteria_16S 


ria; 
332450 Bacteria_16S 


lales; 
332450 Bacteria_16S 


lales; 
332450 Bacteria_16S 


lales; 
332450 Bacteria_16S 


lales; 


332450 Bacteria_16S 


2285751 2285652 8 


Bacillaceae; 
2287192 2287105 7 


2355053 2354954 8 


2382420 2382321 8 


Bacillaceae; 
2399093 2398994 8 


Bacillales; 
2440224 24401377 


Proteobacteria; 
2444814 2444715 8 
Bacillales; 
2472143 2472056 7 
2502138 2502051 7 
2506701 2506614 7 


2551614 2551515 8 


2622419 2622320 8 


Bacillales; 
2628569 2628470 8 


Bacillales; 
2634585 2634486 8 


Firmicutes; 
2694817 2694730 7 
2699278 2699179 8 


Bacillus. 
2705359 2705260 8 


Firmicutes; 
2726492 2726393 8 


Bacillaceae; 
2769745 2769646 8 


Bacillaceae; 
2870134 2870035 8 


Firmicutes; 
2871714 2871615 8 


Bacillaceae; 
2873293 2873194 8 


Bacillaceae; 
2874881 2874782 8 


Proteobacteria; 


Planococcaceae; 


Bacillaceae; 


105 


54 16S ribosomal RNA, partial sequence 
Bacillus. 


93 


105 


DCB-M 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 
332450 Bacteria_16S 


105 


ribosomal RNA, partial sequence 
Bacillus. 


105 


SW28 16S ribosomal RNA, partial sequence 
Planococcaceae; 


93 


105 


G07 16S ribosomal RNA, partial sequence 
Planococcaceae; 


93 


93 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
332450 Bacteria_16S 


93 


105 


in NN 16S ribosomal RNA, partial sequence 
tes; 
332450 Bacteria_16S 

train MAE2 16S ribosomal RNA, partial 
acteria; 


Spirochaetaceae; Borrelia. 


105 


105 


105 


ribosomal RNA, partial sequence 
Bacillus. 


105 


S ribosomal RNA, partial sequence 
Bacillus. 


105 


Bacillales; 
105 


6S ribosomal RNA, partial sequence 
Bacillus. 


105 


6S ribosomal RNA, partial sequence 
Bacillus. 


105 


2698052 2699555 Ba 


gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
2284530 2285939 Bacillus sonorensis Bacteria; 
gi|219857541|ref|NR_025129.1| Thioalkalivibrio 


gi| 219857491 


gi| 219857472 


Chromatiales; 


2285990 2287383 Thioalkalivibrio 
Ectothiorhodospiraceae; 
Desulfomonile 


ref|NR_025079.1 


2353808 2355330 Desulfomonile limimaris 
Syntrophobacterales; Syntrophaceae; 


Desulfomonile. 


ref|NR_025060.1| Bacillus jeotgali 


2381197 2382701 Bacillus jeotgali Bacteria; 


gi|219857461 


gi|219857428 


complete sequence 
Gammaproteobacteria; Methylococcales; 


gi|219857423 


Planomicrobium. 


gi] 219857402 


gi|219857381 
gi|219857373 


219857343 
partial 


gi 


Bacillaceae; 


ref|NR_025049.1| Sporosarcina 


2397869 2399376 Sporosarcina aquimarina 
Sporosarcina. 


ref|NR_025016.1] Methylobacter 
2438995 2440521 Methylobacter 
Methylococcaceae; 


ref|NR_025011.1| Planomicrobium 
2443592 2445097 Planomicrobium koreense 
ref|NR_024990.1| Thioalkalivibrio 


2470921 2472353 Thioalkalivibrio versutus 
Ectothiorhodospiraceae; 


Thioalkalivibrio. 


ref|NR_024969.1| Legionella waltersii 


2500908 2502354 Legionella waltersii Bacteria; 


ref|NR_024961.1| Alkalispirillum mobile 


16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
ammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
332450 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillales; 
332450 Bacteria_16S 


Alkalispirillum. 
ref|NR_024931.1| Bacillus subtilis 
sequence 2550394 2551802 Bacillus 


Bacillus. 


105 gi|219857251|ref|NR_024881.1| Planomicrobium 
S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Planomicrobium. 
105 gi|219857246|ref|NR_024876.1| Gracilibacillus 
2627322 2628862 Gracilibacillus halotolerans 
Gracilibacillus. 

105 gi|219857236|ref|NR_024864.1| Planomicrobium 

sequence 2633347 2634791 Planomicrobium 
Bacillales; Planococcaceae; Planomicrobium. 
93 gi|219857192|ref|NR_024820.1| Borrelia turcica 


2693690 2694959 Borrelia turcica Bacteria; 


gi|219857189 


219857185 
sequence 


gi 


Lactobacillaceae; 


gi|219857170 


cillus 


ref|NR_024817.1| Bacillus asahii strain 


asahii Bacteria; Firmicutes; 


ref |NR_024813.1| Lactobacillus 
2704122 2705627 Lactobacillus 
Lactobacillus. 


ref|NR_024798.1| Bacillus krulwichiae 


2725265 2726771 Bacillus krulwichiae Bacteria; 


gi|219857138 


ref|NR_024766.1| Bacillus okuhidensis 


2768556 2770007 Bacillus okuhidensis Bacteria; 


gi|219856878 


s strain DSM11821 16S ribosomal RNA, partial sequence 
s Bacteria; 


Bacillaceae; 
gi| 219856877 
2870477 28720 


gi| 219856876 
2872057 28735 


gi| 219856875 


naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 


ref|NR_024697.1| Bacillus 

2868896 2870426 Bacillus 
Bacillus; Bacillus cereus group. 
ref|NR_024696.1| Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


ref|NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 
ref|NR_024694.1| Pullulanibacillus 


2873633 2875172 Pullulanibacillus 


332450 Bacteria_16S 
strain IFO15718 1 
Firmicutes; Bacil 
332450 Bacteria_16S 


IFO15715 16S ribosomal RNA, partial sequence 2878366 
laceae; 


Bacillales; Bacil 
332450 Bacteria_16S 
strain JCM9731 16 
Firmicutes; Bacil 
332450 Bacteria_16S 
strain JCM9070 16 
Firmicutes; Bacil 
332450 Bacteria_16S 


lales; 


lales; 


lales; 


2876456 2876357 8 


Bacillaceae; 
2879604 2879505 8 


Bacillus. 
2881170 2881071 8 


Bacillaceae; 
2882721 2882622 8 


Bacillaceae; 
2984326 2984227 8 


105 


6S ribosomal RNA, partial sequence 
Bacillus. 


105 


105 


S ribosomal RNA, partial sequence 
Bacillus. 


105 


S ribosomal RNA, partial sequence 
Bacillus. 


105 


strain JaH 16S ribosomal RNA, partial sequence 


Firmicutes; 
332450 Bacteria_16S 


Bacillales; 


Bacillaceae; 
3028256 3028157 8 


Bacillus. 


105 


gi|219856874 
2875223 28767 


gi| 219856872 
2879894 Bacil 


gi|219856871 
2879945 28814 


gi|219856870 
2881499 28830 


gi| 219846934 
2983106 29845 


gi| 219846905 


thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequen 


thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 
332450 Bacteria_16S 3320361 33202747 93 gi|219846706|ref|NR_026298.1 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 332063 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
Halomonas. 

332450 Bacteria_16S 3361615 3361516 8 105 gi|219846676|ref|NR_026268.1 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 336190 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

332450 Bacteria_16S 3387433 3387346 7 93 gi| 219846658 |ref|NR_026250.1 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomo 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
332450 Bacteria_16S 3535241 3535142 8 105 gi|219846553|ref|NR_026145.1 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 353553 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus 

332450 Bacteria_16S 3536808 3536709 8 105 gi|219846552|ref|NR_026144.1 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 3538364 3538265 8 105 gi|219846551|ref|NR_026143.1 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 3543062 3542963 8 105 gi| 219846548 |ref|NR_026140.1 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 3544618 3544519 8 105 gi| 219846547 |ref|NR_026139.1 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 3546174 3546075 8 105 gi| 219846546 |ref|NR_026138.1 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 35464 

Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 3610212 3610113 8 105 gi|219846499|ref|NR_026091.1 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 

Firmicutes; Bacillales; Planococcaceae; Planococcus. 

332450 Bacteria_16S 3611694 3611595 8 105 gi|219846498|ref|NR_026090.1 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

332450 Bacteria_16S 3723712 3723613 8 105 gi|219846419|ref|NR_026010.1 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 372398 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 3760729 3760642 7 93 gi|219846392|ref|NR_025983.1 
strain Co53T 16S ribosomal RNA, partial sequence 3759507 37610 

Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

332450 Bacteria_16S 3931073 3930974 8 105 gi|219846274|ref|NR_025864.1 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 393132 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
332450 Bacteria_16S 3934031 3933944 7 93 gi|219846271|ref|NR_025861.1 
strain HT31 16S ribosomal RNA, partial sequence 3932829 39341 

Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

332450 Bacteria_16S 3958983 3958884 8 105 gi| 219846253 |ref|NR_025843.1 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 395924 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolacto 
332450 Bacteria_16S 3960517 3960418 8 105 gi|219846252|ref|NR_025842.1 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 39607 

Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 4041205 4041106 8 105 gi|219846196|ref|NR_025786.1 
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332450 Bacteria_16S 4042663 4042564 8 105 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 
332450 Bacteria_16S 4044195 4044096 8 105 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 


332450 Bacteria_16S 4056152 4056065 7 93 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

332450 Bacteria_16S 4131811 4131712 8 105 gi|219846126|ref|NR_025716.1| Marinibacillus 


campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 


332450 Bacteria_16S 214256 214158 6 102 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

332450 Bacteria_16S 342167 342081 8 93 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 


marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 


332450 Bacteria_16S 493244 493158 8 93 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

332450 Bacteria_16S 516084 515986 6 102 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

332450 Bacteria_16S 666492 666394 8 104 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

332450 Bacteria_16S 814788 814702 8 93 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
332450 Bacteria_16S 901242 901156 8 93 gi|265678444|ref|NR_028746.1| Thioalkalimicrobium 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
332450 Bacteria_16S 998514 998428 8 93 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
332450 Bacteria_16S 1001546 1001460 8 93 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

332450 Bacteria_16S 1010554 1010468 8 93 gi|265678371|ref|NR_028673.1| Shewanella algae 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

332450 Bacteria_16S 1030334 1030248 8 93 gi|265678358|ref|NR_028660.1| Thiomicrospira 


thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
332450 Bacteria_16S 1066927 1066841 8 93 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 
strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 


332450 Bacteria_16S 1526509 1526423 8 93 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

332450 Bacteria_16S 1660105 1660019 8 93 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

332450 Bacteria_16S 1709002 1708916 8 93 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 


strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
332450 Bacteria_16S 1793840 1793752 6 93 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
332450 Bacteria_16S 1862496 1862410 8 93 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 
332450 Bacteria_16S 1961397 1961311 8 93 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 
332450 Bacteria_16S 1987429 1987339 7 96 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 
332450 Bacteria_16S 2127754 2127668 8 93 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 


microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 

332450 Bacteria_16S 2138282 2138196 8 93 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
332450 Bacteria_16S 2170053 2169967 8 93 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

332450 Bacteria_16S 2189773 2189687 8 93 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
332450 Bacteria_16S 2425275 2425189 8 93 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
332450 Bacteria_16S 2446358 2446272 8 93 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

332450 Bacteria_16S 2469155 2469069 8 93 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 


332450 Bacteria_16S 2586928 2586830 6 102 gi|219857277|ref|NR_024908.1| Marinomonas 
mediterranea strain MMB1 16S ribosomal RNA, complete sequence 2585691 2587224 Marinomonas 
mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
332450 Bacteria_16S 2648453 2648367 8 93 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 


thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 
332450 Bacteria_16S 2734109 2734023 8 93 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
332450 Bacteria_16S 2735599 2735513 8 93 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
332450 Bacteria_16S 2737089 2737003 8 93 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 
332450 Bacteria_16S 2863930 2863844 8 93 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

332450 Bacteria_16S 2990399 2990304 8 102 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


332450 Bacteria_16S 3010169 3010083 8 93 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

332450 Bacteria_16S 3165675 3165589 8 93 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

332450 Bacteria_16S 3235468 3235370 8 104 gi|219846764|ref|NR_026356.1| Thermosyntropha 


lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 


332450 Bacteria_16S 3353802 3353716 8 93 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

332450 Bacteria_16S 3385959 3385873 8 93 gi| 219846659 |ref|NR_026251.1| Chromohalobacter 


marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 


332450 Bacteria_16S 3429507 3429421 8 93 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

332450 Bacteria_16S 3601105 3601019 8 93 gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 
332450 Bacteria_16S 3614724 3614638 8 93 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 
332450 Bacteria_16S 3634182 3634096 8 93 gi|219846483|ref|NR_026075.1| Anaerobiospirillum 
succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 
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Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

332450 Bacteria_16S 4057637 4057551 8 93 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

332450 Bacteria_16S 4191825 4191739 8 93 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

332450 Bacteria_16S 315977 315892 8 92 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

332450 Bacteria_16S 563579 563478 6 105 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 

332450 Bacteria_16S 904288 904191 7 102 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

332450 Bacteria_16S 1211935 1211838 7 102 gi| 224581438 |ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

332450 Bacteria_16S 1756235 1756138 7 102 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

332450 Bacteria_16S 2022439 2022350 6 94 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 


Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 


332450 Bacteria_16S 


strain K9951 16S 
Proteobacteria; 


Marinobacterium. 


332450 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
332450 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
Acidith 


caldus strain KU 
Proteobacteria; 


Proteobacteria; 


strain B62 16S ri 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
332450 Bacteria_16S 
succinoxidans str 


succinoxidans Bac 
Desulfuromusa. 


332450 Bacteria_16S 


strain Kysw2 16S 
Proteobacteria; 


xylanilyticus Bac 


332450 Bacteria_16S 
ushuaiensis strai 
Proteob 
332450 Bacteria_16S 
valerianellae str 


Bacteria; 


valerianellae Bac 


332450 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; 
cloacae complex. 


332450 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


332450 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; 


strain IMI 359870 
Proteobacteria; B 


332450 Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hydro 
mamonadace 


strain 2 16S ribo 
Proteobacteria; B 


332450 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


332450 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


332450 Bacteria_16S 


G 
332450 Bacteria_16S 
beliardensis stra 
beliardensis Bact 
332450 Bacteria_16S 
jannaschii strain 
jannaschii Bacter 


G 
332450 Bacteria_16S 
strain WO-44C 16S 
G 
332450 Bacteria_16S 
strain 172 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
332450 Bacteria_16S 


D 
332450 Bacteria_16S 
strain B-3 16S ri 
Firmicutes; Erysi 
332450 Bacteria_16S 
xylanilyticus str 


G 


G 
332450 Bacteria_16S 


2188249 2188152 7 102 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2503644 2503547 7 102 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2934234 29341377 102 gi 

IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


gi 


2935742 2935645 7 102 gi 


2997996 2997895 6 105 gi 
ammaproteobacteria; Acidithiobacillale 
3576608 3576511 7 102 gi 

ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 


3762301 3762212 7 95 gi 


3810408 3810311 8 102 
bosomal RNA, complete sequence 


gi 


142300 142200 7 105 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


143784 143684 7 105 
ribosomal RNA, partial sequence 
eltaproteobacteria; 
303742 303654 6 93 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
376348 376248 7 105 gi 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 
488606 488518 6 93 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
577086 576986 7 105 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
663350 663281 6 73 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


gi 


692235 692166 6 73 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


717675 717606 6 73 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
942945 942845 7 105 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
944508 944408 7 105 gi 


gi 


etaproteobacteria; Burkholderiales; Co: 
949197 949097 7 105 gi 
bosomal RNA, partial sequence 


Desulfuromonadales; 


219857607 


2187032 21885 
nellacea 


io 
219857380 
ar 
Pi: 
219856834 
sequence 
a; 


219856833 
ar 
bacteria; 

219846925 


S; 
219846525 


3575389 35768 
nellacea 


io 
219846391 


3761076 37625 
Geobacte 


, 


219846356 


3809177 38107 
seudomonad 


265678968 
equence 
eria; 


265678967 


142594 14403 
Desulfur 


v 


265678858 


302503 30397 


elotrichac 
265678804 
sequence 

cillaceae; 
265678726 
ce 48737 
irillales; 
265678668 
al sequenc 
ria; 
265678607 


662137 66364 


Enterobac 
265678588 
sequence 


ia; Entero 


265678570 


716437 71796 


Enterobac 
265678417 
94171 


mamonadace 


265678416 


265678413 


947973 94948 


tial seq 
a; Legio 


Alteromonad 


tial seq 


Desu 


Burkh 


ref|NR_025196.1| Legionella busanensis 
07 Legionella busanensis Bacteria; 
e; Legionella. 
ref |NR_024968.1 
uence 250240 
nellales; Legion 
ref|NR_024653.1 
2933018 293448 
ales; Altero 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Marinobacterium 
0 Marinobacterium 
monadaceae; 


ref 
uenc 


Oceanospirillum 
1 2935988 Oceanospirillum 
Oceanospirillales; Oceanospirillum. 
ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026117.1| Legionella feeleii 
54 Legionella feeleii Bacteria; 
e; Legionella. 
ref|NR_025982.1| Geobacter chapelleii 
47 Geobacter chapelleii Bacteria; 
raceae; Geobacter. 

ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 

ref|NR_029276.1| Desulfuromusa 

141109 142543 Desulfuromusa 

1lfuromonadales; Desulfuromonadaceae; 


NR_024652.1 
e 293453 


Desulfuromusa kysingii 
kysingii Bacteria; 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Desulfuromusa. 
ref|NR_029164.1| Clostridium innocuum 
7 Clostridium innocuum Bacteria; 
eae. 
ref|NR_029109.1 
375101 376646 
Paenibacillus. 
ref |NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028912.1 
7 Enterobacter 
teriaceae; Ente 


Paenibacillus 
Paenibacillus 


Marinomonas 
monas ushuaiensis 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Enterobacter cloacae 
cloacae Bacteria; 
robacter; Enterobacter 


Buttiauxella 
Buttiauxella 
erobacteriaceae; 


ref |NR_028893.1 
691014 692520 
bacteriales; Ent 
ref|NR_028875.1| Enterobacter pyrinus 
8 Enterobacter pyrinus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028719.1| Comamonas terrigena 
4 943232 Comamonas terrigena Bacteria; 
ae; Comamonas. 
ref |NR_028718.1 
genophaga flava 
ae; Hydrogenophaga. 
ref|NR_028715.1| Acidovorax temperans 
4 Acidovorax temperans Bacteria; 


Hydrogenophaga flava 
Bacteria; 


etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
953872 953772 7 105 gi|265678410|ref|NR_028712.1| Simplicispira 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
955432 955332 7 105 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 


strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 


332450 Bacteria_ 


caldoxylosilyticu 
caldoxylosilyticu 


332450 Bacteria_ 


primoryensis stra 
primoryensis Bact 


332450 Bacteria_ 


ATCC 35469 16S ri 
Proteob 


Bacteria; 
332450 Bacteria_ 


dehalogenans 2CP- 
P 


2CP-1 Bacteria; 
Anaeromyxobacter. 
332450 Bacteria_ 


strain Althfl 16S 
G 


Proteobacteria; 
332450 Bacteria_ 


strain M2000/95/1 
Proteob 


Bacteria; 
332450 Bacteria_ 


denitrificans str 
denitrificans K60 


Alicycliphilus. 

332450 Bacteria_ 
inopinata strain 
Bacteria; 
332450 Bacteria_ 


strain R-13291 16 
G 


Proteobacteria; 
332450 Bacteria_ 


strain R-10289 16 
G 


Proteobacteria; 
332450 Bacteria_ 


macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial 
macmurdoensis Bacteria; 


332450 Bacteria_ 


strain Albert 19982 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


332450 Bacteria_ 


strain 888-76 16S 
G 


Proteobacteria; 
332450 Bacteria_ 


strain LMG 3475 1 
B 


Proteobacteria; 
332450 Bacteria_ 


haemolytica strai 
haemolytica Bacte 


Thermomonas. 


332450 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


1 


strain $3/2-161 1 
Proteobacteria; 


strain S1/1-984 1 
Proteobacteria; 


Buttiauxella. 


332450 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; 


nitritireducens s 


nitritireducens B 


Stenotrophomonas. 


332450 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; 


Firmicu 


G 
332450 Bacteria_16S 


G 
332450 Bacteria_16S 


G 
332450 Bacteria_16S 
ferragutiae strai 
ferragutiae Bacte 


G 
332450 Bacteria_16S 


G 
332450 Bacteria_16S 


16S 958500 958412 8 95 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
16S 1065475 1065387 6 93 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
16S 1119543 1119474 6 73 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
16S 1121105 1121005 7 105 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 
16S 1213411 1213315 8 102 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
16S 1443548 1443479 6 73 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pasteure 
16S 1481364 1481264 7 105 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


gi 


16S 1632639 1632551 6 93 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
16S 1653945 1653849 8 102 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
16S 1655492 1655396 8 102 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
16S 1661653 1661553 8 105 gi 


Planoco 
gi 


Firmicutes; Bacillales; 


16S 1667787 1667718 6 73 


16S 1672392 1672323 6 73 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


16S 1725785 1725685 7 105 gi 


gi 


etaproteobacteria; Burkholderiales; Co 
16S 1850516 1850420 8 102 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
2002843 2002774 6 73 gi 
ammaproteobacteria; Enterobacteriales; 
2005920 2005851 6 73 gi 


ammaproteobacteria; Enterobacteriales; 
2007466 2007397 6 73 gi 


ammaproteobacteria; Enterobacteriales; 
2009010 2008941 6 73 gi 
n DSM 9390 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
2010569 2010500 6 73 gi 
ammaproteobacteria; Enterobacteriales; 
2043706 2043610 8 102 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2045281 2045185 8 102 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


cc 


mal 


6S ribosomal RNA, partial sequence 2001636 20 


6S ribosomal RNA, partial sequence 2004699 20 


6S ribosomal RNA, partial sequence 2006247 20 


ia 


6S ribosomal RNA, partial sequence 2009346 20 


qu 
ct 


an 


265678406 


265678334 
sequence 

ria; 

228716249 


1118333 11198 


cteriales; 
228716127 


224581437 


1212209 12136 
Halomonad 


224581426 


llales; 
219878371 

quence 

bacteria; 


219878455 
en 

es; 
219878439 


1652728 16542 
thomonad 


an 
219878438 


1654275 16557 
thomonad 


an 
219878434 
sequence 
aceae; 
219878430 


E 
219878427 


1671187 16725 
nterobac 


E 
219878391 


6S ribosomal RNA, partial sequence 1724592 17259 
monadace 


219878302 
equence 
ia; 
219878194 
031 
Entero 
219878192 
061 
Entero 
219878191 
077 
Entero 
219878190 
sequence 
Ent 


, 


219878189 
108 
Enterobac 
219878166 
ence 
eria; 


219878165 
20440 
thomo 


2094276 2094180 8 102 gi 


219878126 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 


ial sequen 
cillaceae; 


Ocean 


11198 
xococcales; 


14423 
Pa 


ce 16314 
Erysip 


P 


16665 
nterobac 


Xantho: 


bac 


bac 


bac 


ero. 


Xa 


nad 


ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref |NR_028636.1 
1064282 106570 
ospirillales; Marinomonas. 
ref|NR_027549.1| Escherichia fergusonii 
05 Escherichia fergusonii ATCC 35469 
Enterobacteriaceae; Escherichia. 
ref|NR_027547.1| Anaeromyxobacter 
56 1121404 Anaeromyxobacter dehalogenans 
Cystobacterineae; Myxococcaceae; 


Geobacillus 
Geobacillus 


Marinomonas 
0 Marinomonas 


v 


ref|NR_027219.1| Halomonas axialensis 
46 Halomonas axialensis Bacteria; 

aceae; Halomonas. 

ref|NR_027207.1| Actinobacillus scotiae 
29 1443825 Actinobacillus scotiae 
steurellaceae; Actinobacillus. 
ref|NR_025510.1| Alicycliphilus 

1480151 1481652 Alicycliphilus 


Burkholderiales; Comamonadaceae; 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; Erysipelothrix. 
ref|NR_025578.1| Thermomonas brevis 
24 Thermomonas brevis Bacteria; 
aceae; Thermomonas. 
ref|NR_025577.1| Thermomonas fusca 
71 Thermomonas fusca Bacteria; 
aceae; Thermomonas. 
ref|NR_025573.1| Sporosarcina 
1660434 1661916 Paenisporosarcina 
aenisporosarcina 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter cowanii Bacteria; 
teriaceae; Enterobacter. 
ref|NR_025530.1| Comamonas kerstersii 
36 Comamonas kerstersii Bacteria; 
ae; Comamonas. 
ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


Erysipelothrix 
elothrix inopinata 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


Thermomonas 
8 Thermomonas 
omonadaceae; 


ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref |NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref|NR_025328.1| Buttiauxella brennerae 
50 Buttiauxella brennerae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025305.1] Stenotrophomonas 
2042490 2044002 Stenotrophomonas 
nthomonadales; Xanthomonadaceae; 


ref|NR_025304.1| Luteimonas mephitis 
53 2045572 Luteimonas mephitis Bacteria; 
aceae; Luteimonas. 
ref|NR_025265.1] Thermomonas 

2093069 2094546 Thermomonas 


hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Thermomonas. 
332450 Bacteria_ 


DSM 4568 16S ribo 
Gammaproteobacter 


332450 Bacteria_ 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


332450 Bacteria_ 
strain KCTC 12005 
Proteobacteria; 


Stenotrophomonas. 


332450 Bacteria_16S 


berrensis strain 
Bacteria; 


strain ATCC 19624 
Proteobacteria; 


Diaphorobacter. 


332450 Bacteria_16S 


strain ATCC15947 
Bacteria; 


strain JCM1680 16 
Proteobacteria; 


strain JCM1679 16 
Proteobacteria; 


Pseudomonas. 


332450 Bacteria_16S 


strain ATCC 19374 
Bacteria; 


strain JCM1240 16 
Proteobacteria; 


strain JCM1234 16 
Proteobacteria; 


strain JCM6051 16 
Proteobacteria; 
cloacae complex. 


332450 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; 


strain ATCC 13313 
Proteobacteria; 


strain ATCC 29903 
Proteobacteria; 


strain DSM 7345 1 
Proteobacteria; D 


332450 Bacteria_16S 
norvegica strain A8444 16S ribosomal RNA, partial sequence 


B 
332450 Bacteria_16S 
acidaminiphila st 
acidaminiphila Ba 


Firmicu 
332450 Bacteria_16S 


B 
332450 Bacteria_16S 
campinasensis str 
campinasensis Bac 
332450 Bacteria_16S 
nitroreducens str 
nitroreducens Bac 


Proteob 
332450 Bacteria_16S 


G 
332450 Bacteria_16S 


G 
332450 Bacteria_16S 
hibiscicola strai 
hibiscicola Bacte 


Proteob 
332450 Bacteria_16S 


G 
332450 Bacteria_16S 


G 
332450 Bacteria_16S 


G 


G 
332450 Bacteria_16S 


G 
332450 Bacteria_16S 


G 
332450 Bacteria_16S 


16S 2121644 2121575 6 73 gi 
ia; Enterobacteriales; Enterobacteriac 
16S 2262745 2262657 8 95 gi 
train SL6 16S ribosomal RNA, partial s 
acteria; Thermodesulfobacteria; Thermo 
erium. 

16S 2315831 23157317 105 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2320414 2320318 8 102 gi 
rain AMX 19 16S ribosomal RNA, partial 


cteria; Proteobacteria; Gammaproteobac 


2508223 2508135 7 94 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2547051 2546951 7 105 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2643852 2643752 7 105 gi 
ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 
2750158 2750058 7 105 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
2763694 2763625 6 73 gi 
acteria; Gammaproteobacteria; Enteroba 
2765210 2765141 6 73 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766726 2766657 6 73 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2851542 2851446 8 102 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2853111 2853015 8 102 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2947941 2947872 6 73 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2952420 2952351 6 73 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2953918 2953849 6 73 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


3161212 31611127 105 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3268564 3268479 8 93 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3271671 3271602 6 73 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3273209 3273140 6 73 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3489878 3489778 7 105 gi 


eltaproteobacteria; Desulfuromonadales 


somal RNA, partial sequence 2120505 2121907 Cedec 
ea 


eq 
de 


ma. 


te 


ce 
idiaceae; 
mamonadace 


ue 
ci 


eq 
ri 
16S ribosomal RNA, partial sequence 2762542 27 


ct 


2763991 27 


2765507 27669 


1 
ia 


na 


2946729 29481 


2951208 29526 


219856821 
2952708 29541 


219846815 
ce 
omonadales 
219846742 
3267345 32688 
io 
219846740 


219846739 


219846583 
6S ribosomal RNA, partial sequence 3488653 34901 


3777262 3777162 7 105 gi 


219846379 
3775978 3777536 Thermodesulforhabdus norvegica 


219857654 


e; Cedec 
219857558 
uence 

sulfobac 


219857519 
23146 
monadace 
219857516 
sequence 
ria; Xan 


219857372 
25070 


219857346 
25458 


219857229 
nce 

llaceae; 
219857154 
uence 
a; Burkh 
219857142 
639 
eriales; 
219857141 
654 
Enterobac 
219857140 


Enterobac 
219856890 
sequence 
Pseudo: 


’ 


219856889 
28518 
dales; X 
219856825 


Enterobac 
219856822 


Enterobac 


Enterobac 


31599 


nellacea 


32704 


Enterobac 


32719 


Enterobac 


Desulfur 


2319172 232071 
thomonadales; Xa 


ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 
ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref |NR_024782.1 

2748935 275045 
olderiales; Coma 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref |NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024709.1 

2850317 285183 
monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024644.1 


teriaceae; Serra 
ref |NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 
29 Enterobacter 
teriaceae; Enter 
ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref |NR_026334.1 


e; Legionella. 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 


ref|NR_025243.1| Cedecea davisae strain 

ea davisae Bacteria; Proteobacteria; 

ea. 

ref|NR_025146.1| Thermodesulfobacterium 
2261503 2262999 Thermodesulfobacterium 

teriales; Thermodesulfobacteriaceae; 

ref|NR_025107.1| Comamonas koreensis 

34 2316097 Comamonas koreensis Bacteria; 

ae; Comamonas. 

ref|NR_025104.1| Stenotrophomonas 


3 Stenotrophomonas 
nthomonadaceae; 


Thermohalobacter 

halobacter berrensis 
Hylemonella gracilis 

nella gracilis Bacteria; 


Paenibacillus 
1 Paenibacillus 


Diaphorobacter 
5 Diaphorobacter 


monadaceae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Pseudomonas 

5 Pseudomonas 

omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 
Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 


ref|NR_025970.1 


Thermodesulforhabdus 


Bacteria; Proteobacteria; Deltaproteobacteria; 


Thermodesulforhabdus. 
332450 Bacteria_16S 


3798346 3798247 7 


105 


strain PS-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
332450 Bacteria_16S 


3963538 3963438 7 


105 


strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
332450 Bacteria_16S 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 


332450 Bacteria_16S 


3972389 3972289 7 


Proteobacteria; 
4000291 4000195 8 


105 


Betaproteobacteria; 


102 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; 
332450 Bacteria_16S 
salexigens strain 


Aestuariibacter. 
332450 Bacteria_16S 


thermodepolymerans strain K14 16S ribosomal RNA, partial 
thermodepolymerans Bacteria; 


Schlegelella. 
332450 Bacteria_16S 
strain U 5/41 16S 
Proteobacteria; 
332450 Bacteria_16S 


amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 
amylolyticus Bacteria; 


332450 Bacteria_16S 


strain SL-4 16S ribosomal RNA, 
lales; 


Firmicutes; Bacil 
332450 Bacteria_16S 
arabaticum strain 
arabaticum Bacteria; 
332450 Bacteria_16S 


equigenitalis strain N480/82 16S ribosomal RNA, partial 
equigenitalis Bacteria; 


332450 Bacteria_16S 


kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 
kaustophilus Bacteria; 


332450 Bacteria_16S 


sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 
sulfurreducens Bacteria; 


Geobacter. 
332450 Bacteria_16S 
strain KS 0043 16 
Proteobacteria; 


332450 Bacteria_16S 311428 311341 7 93 gi| 265678853 |ref|NR_029159.1 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi gro 
332450 Bacteria_16S 323537 323451 7 93 gi| 265678845 |ref|NR_029150.1 
strain H168 16S ribosomal RNA, complete sequence 322285 32381 

Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
332450 Bacteria_16S 424127 424028 8 105 gi|265678772|ref|NR_029077.1 
strain F12 16S ribosomal RNA, partial sequence 422881 42442 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 456627 456540 7 93 gi| 265678747 |ref|NR_029052.1 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
332450 Bacteria_16S 546679 546611 7 73 gi| 265678688 |ref|NR_028993.1 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Entero 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
332450 Bacteria_16S 605612 605525 7 93 gi| 265678648 |ref|NR_028953.1 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccha 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirill 
Saccharospirillum. 

332450 Bacteria_16S 690682 690614 7 73 gi| 265678589 |ref|NR_028894.1 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 69096 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citro 
332450 Bacteria_16S 719279 719180 8 105 gi| 265678569 |ref|NR_028873.1 


marismortui strain 123 16S ribosomal RNA, 


S ribosomal RNA, 


4130304 41302047 


4190273 41901737 


4246168 4246099 6 


30013 29914 8 


Firmicutes; 


101090 100991 8 105 
complete sequence 
Bacillaceae; Halobacillus. 
107219 107151 7 73 


Firmicutes; 
206472 206373 8 


Proteobacteria; 
220421 220322 8 


Firmicutes; 
280989 280921 7 


Proteobacteria; 


308423 308324 7 


Proteobacteria; 


Bacillales; 


105 


JC2042 16S ribosomal RNA, partial sequence 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; 


105 


73 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


105 


Lactobacillales; 


Z-7288 16S ribosomal RNA, partial sequence 
Clostridia; 


Halanaerobiales; Halobacteroidaceae; 
105 gi|265678926|ref|NR_029234.1 
sequence 205252 206750 


Betaproteobacteria; Burkholderiales; Alca 
105 gi| 265678916 |ref|NR_029224.1 
219184 220608 
Bacillaceae; Geobacillus. 

73 gi| 265678873 |ref|NR_029179.1 
279814 281221 

Deltaproteobacteria; Desulfuromonadales; 
104 gi| 265678855 |ref|NR_029161.1 


complete sequence 307188 30872 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Syntrophobacterales; 


Betaproteobacteria; 


gi| 219846364 
3797117 37986 


ref 


gi|219846250 
3962329 39637 


ref 


219846244 |ref 


gi 


gi|219846225 
3999120 40005 


ref 


219846130|ref 


gi 


rs 


219846083 
sequence 


gi ref 


rs 


gi|219722938 
4244934 42463 


ref 


gi|265679044|ref 
Lactobacillaceae; 
gi| 265678996 |ref 


99832 10139 


265678991 |ref 


gi 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


129099 41305 
Alteromonadales; 


189049 41905 
Burkholderiales; 


28769 


0 Halobacillus 


106000 10747 


NR_025955.1 


Cyclocla 
NR_025840.1 


Rhodoferax. 
NR_025834.1 


3971185 397263 
Burkholderiales; 


Coma: 
NR_025815.1 


Silanimon 
NR_025720.1 
3 
Altero: 


NR_025673.1 
6 


NR_024570.1 


Esche 
NR_029352.1 
30312 

Lactobacill 
NR_029304.1 


NR_029299.1 
1 


Comamonas. 


Syntrophobacteraceae; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 
Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


sticus. 
Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Silanimonas lenta 


01 Silanimonas lenta Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 
Aestuariibacter 

7 Aestuariibacter 

monadaceae; 


Schlegelella 
5 Schlegelella 


Comamonadaceae; 


Escherichia coli 


83 Escherichia coli Bacteria; 
Enterobacteriaceae; 


richia. 
Lactobacillus 
Lactobacillus 

us. 

Halobacillus litoralis 


litoralis Bacteria; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Taylorella 

Taylorella 
ligenaceae; Taylorella. 
Geobacillus 
Geobacillus 


Geobacter 
Geobacter 


Geobacteraceae; 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Borrelia japonica 


japonica Bacteria; 


up. 
Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Streptococcus 
Streptococcus 

occus. 

Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 
Saccharospirillum 
rospirillum impatiens 
aceae; 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 


Virgibacillus 


complete sequence 718019 719581 Virgibacillus marismortui 


332450 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


332450 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


332450 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


332450 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


332450 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


332450 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


332450 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


332450 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


332450 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


332450 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


332450 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


332450 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


332450 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


332450 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


332450 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


332450 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


332450 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


332450 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


332450 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 


metallireducens s 
metallireducens B 


332450 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


332450 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


milosensis strain 
Bacteria; Firmicu 


Bacteria; 
332450 Bacteria_16S 


tes; 


776432 776345 7 93 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
ibosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

813269 813182 7 93 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 

ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 

819255 819187 7 73 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

820760 820692 7 73 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
840691 840592 8 105 gi 


n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
987573 987505 7 73 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
989153 989085 7 73 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
990733 990665 7 73 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
992304 992236 7 73 gi 


v 


ammaproteobacteria; Enterobacteriales; 
1004543 1004475 7 73 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1021230 1021143 7 93 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1022783 1022696 7 93 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1024354 1024267 7 93 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1047281 1047182 8 105 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1087775 1087676 8 105 gi 
1 RNA, complete sequence 
laceae; Bacillus. 
1092423 1092324 8 105 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1225392 1225305 7 93 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1245149 1245062 7 93 gi 


Streptoc 
gi 


gi 


1 
acteria; Firmicutes; Clostridia; Clost 
1390347 1390260 8 94 gi 
ain HD 100 16S ribosomal RNA, partial 

00 Bacteria; Proteobacteria; Deltaprot 


Ss 


1411239 1411152 7 93 gi 
strain 108 16S ribosomal RNA, partial 

Firmicutes; Lactobacillales; 
1442016 1441917 8 105 gi 
SH714 16S ribosomal RNA, partial sequ 
Bacillales; Bacillaceae; Filobaci 


s 


1 


332450 Bacteria_16S 


strain LB23 16S r 


1568687 1568619 7 73 gi 
ibosomal RNA, partial sequence 


819558 82101 


265678486 
somal RNA, partial sequence 839468 840930 Geoba 


ence 91544 
265678386 


cteriales; 
265678385 
987916 98944 


265678384 
989496 99101 


265678383 
6S ribosomal RNA, partial sequence 991068 99256 


265678375 


265678364 
1019984 10214 
occus. 

265678363 
e sequence 
tococcacea 
265678362 
1023111 10246 
occus. 

265678347 
uence 
ceae; 
265678318 
1086532 1088056 Bacil 


265678315 
1091188 10926 
illus. 

219878314 
1 sequence 
ptococcace 
219857537 


ridiales; 
228716586 


eobacteria; 
224581432 
224581427 
ence 14407 


219846057 
1567482 1568967 Leptotrichia hofstadii Bacteria; 


teri 
ref 
oid 


Enterobac aceae; 
NR_028789.1 


us uzenensis 


5 916988 Strept 
occus; Streptoco 
ref |NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


Streptoc 


98633 


teri 
ref 


Enterobac aceae; Citro 


NR_028686.1 


teri 
ref 


Enterobac aceae; Citro 


NR_028685.1 
Enterobacteriaceae; Citro 
ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref|NR_028666.1 
95 Streptococcus 


10033 
Enterobac 


ref|NR_028665.1 

1021546 102306 
e; Streptococcu 
ref |NR_028664.1 
30 Streptococcus 


ref |NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028620.1 
lus akibai Bacte 


Cera 


ref |NR_028617.1 
88 Lactobacillus 


ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


sequence 


equence 


’ 


ref|NR_027214.1 
1410019 141148 
ccaceae; Strepto 
ref|NR_027209.1 
88 1442278 Filoba 


equence 
Streptoco 


lus. 


Ss. 


0 Kluyvera intermedia Bacteria; 
Kluyv 


era. 
Geobacillus uzenensis 
Bacteria; Firmicutes; 


laceae; Geobacillus. 
869532 869464 7 73 gi|265678466|ref|NR_028769.1| Leptotrichia 
"WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
ia; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
916691 916604 7 93 gi|265678434|ref|NR_028736.1| Streptococcus 


ococcus intermedius 

ccus anginosus group. 
Citrobacter murliniae 

acter murliniae 

eae; Citrobacter. 

Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 

ra ascorbata Bacteria; 
era. 

Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 


Streptococcus mitis 
mitis Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Bacillus akibai strain 
ria; Firmicutes; 


Lactobacillus algidus 
algidus Bacteria; 


Streptococcus 
1 Streptococcus 
s. 
Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Streptococcus 

6 Streptococcus 
coccus. 
Filobacillus 
cillus milosensis 


ref|NR_025647.1 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 


Leptotrichia hofstadii 


332450 Bacteria_ 


auripigmenti stra 
auripigmenti Bact 


332450 Bacteria_ 


karajensis strain 
Firmicu 


Bacteria; 
332450 Bacteria_ 
strain DSM 10404 
Bacteria; 


Sterolibacterium. 


332450 Bacteria_1 


strain DSM 5661 1 
Firmicutes; 


strain M577-94 16 
Firmicutes; 


strain DSM 9172 1 


Firmicutes; 


Firmicutes; Bacil 


332450 Bacteria_16S 


strain DSM 176 16 


Firmicu 
332450 Bacteria_1 
denitrificans str 
denitrificans Bac 


Lacto 
332450 Bacteria_1 


Lacto 
332450 Bacteria_1 


Lacto 
332450 Bacteria_1 
strain 3S-1 16S r 


16S 1693632 1693545 7 93 gi 


Firmicutes; Clostridia; 
1702949 1702850 8 105 


eria; 
16S gi 
tes; Bacillales; Bacillaceae; 
16S 1824548 1824449 8 105 gi 
16S ribosomal RNA, complete sequence 

tes; Bacillales; Bacillaceae; 
6S 1836602 1836503 8 105 
ain Chol-1S 16S ribosomal RNA, 

teria; Proteobacteria; 


gi 


6S 1839750 1839651 8 105 gi 
bacillales; Lactobacillaceae; 
6S 1844417 1844318 8 105 

S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 


6S 1857890 1857791 8 105 


gi 


gi 


bacillales; Carnobacteriaceae; 
6S 1871681 1871582 8 105 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2025442 2025374 8 73 
S ribosomal RNA, 


gu: 


gi 


in OREX-4 16S ribosomal RNA, partial s 
Clostrid 


MA-2 16S ribosomal RNA, partial seque 
Halobaci 
Halobaci 


complet 
Betaproteobacte 


219878412 
equence 
iales; 
219878406 
nce 17017 
llus. 
219878320 
18233 
llus. 
219878311 
e 
ria; 


219878309 


6S ribosomal RNA, partial sequence 1838512 18400 
Lactobac 


illus. 
219878306 


1843183 18446 
Isobacu 


lum. 
219878296 


6S ribosomal RNA, partial sequence 1856650 18581 
Trichoc 


occus. 
219878287 


1870444 18719 


219878179 


complete sequence 2024259 20257 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
332450 Bacteria_16S 2074433 2074334 8 105 gi|219878141 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 20732 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
332450 Bacteria_16S 2120172 2120073 8 105 gi| 219857655 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 21204 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

332450 Bacteria_16S 2124669 2124570 8 105 gi| 219857652 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 21249 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 2126225 2126126 8 105 gi|219857651 


strain TF-11 16S 
Firmicutes; Bacil 


332450 Bacteria_16S 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
332450 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


venustensis strai 
Bacteria; Proteob 


subterraneus stra 
Bacteria; Firmicu 


332450 Bacteria_16S 
in LBS3 16S ribosomal RNA, partial seq 
Clostrid 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


332450 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


strain ATCC 33531 
Bacteria; Proteob 


orisratti strain 
orisratti Bacteri 


332450 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


332450 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


332450 Bacteria_16S 


strain CDC 0876-5 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2191331 2191232 8 105 


gi 


2264286 2264199 7 93 gi 


2312828 2312729 8 105 gi 


tes; Bacillales; Bacillaceae; 
2397573 2397486 7 93 gi 


eria; Firmicutes; Clostridia; 


2441782 2441695 8 94 gi 


2462966 2462898 7 73 gi 
16S ribosomal RNA, partial sequence 
2496136 2496049 7 93 gi 
Firmicutes; Lactobacillales; 
2576245 2576146 8 105 gi 
rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; 
2620945 2620877 7 73 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2636073 2636005 7 73 gi 
8 16S ribosomal RNA, partial sequence 


a; 


n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
332450 Bacteria_16S 
in 34 16S ribosomal RNA, partial seque 
Geobacil 


ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
332450 Bacteria_16S 


acteria; Gammaproteobacteria; Enteroba 
332450 Bacteria_16S 
ATCC 700640 16S ribosomal RNA, partial 
Strept 


Betaproteobact 


2125001 21265 


219857605 
ence 21901 
illus. 
219857557 
ence 22630 
irillales; 
219857521 
nee 23115 
lus. 
219857462 
uence 
iales; 


Clo 


219857426 
ce 24405 
ales; Ecto 
219857408 
24617 
cteriales; 
219857386 
sequence 
ococcaceae 
219857284 
sequence 

eria; Burk 
219857252 
26197 
Enterobac 
219857234 


Pep 


sequence 
Rhodo 


NR_025551.1 
1692386 169391 
tococcaceae; Des 
ref|NR_025545.1 
02 1703230 Halob 


ref|NR_025459.1 
01 1824836 Halob 


ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref|NR_025448.1 
21 Lactobacillus 


ref|NR_025445.1 


ref|NR_025435.1 
69 Trichococcus 


ref |NR_025426.1 


ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025244.1 
54 Halobacillus 


ref|NR_025241.1 


ref |NR_025240.1 


ref |NR_025193.1 
08 2191561 Amphib 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025109.1 
80 2313074 Geobac 


NR_025050.1 
2396386 239781 
stridiales Famil 


ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024974.1 

2494920 249625 
; Streptococcus. 
ref |NR_024915.1 

2575008 257651 
holderiales; Alc 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 


a 


a 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Halobacillus 
cillus karajensis 


Halobacillus trueperi 
cillus trueperi 


Sterolibacterium 
8 Sterolibacterium 


yclaceae; 


Lactobacillus hamsteri 
hamsteri Bacteria; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Trichococcus palustris 


palustris Bacteria; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Isochromatium buderi 
buderi Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Amphibacillus 
acillus fermentum 


Alcanivorax 
vorax venustensis 
e; Alcanivorax. 
Geobacillus 
illus subterraneus 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Raoultella planticola 
ella planticola 

eae; Raoultella. 
Streptococcus 

6 Streptococcus 


Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Kluyvera georgiana 

ra georgiana Bacteria; 
era. 

Citrobacter werkmanii 


ref|NR_024862.1 


2634842 2636362 Citrobacter werkmanii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


332450 Bacteria_16S 
strain CDC 2991-8 
G 
332450 Bacteria_16S 
parasanguinis str 
parasanguinis ATC 
332450 Bacteria_16S 


Proteobacteria; 


sanguinis strain 


sanguinis Bacteri 
332450 Bacteria_16S 
subterraneus stra 
Proteob 
332450 Bacteria_16S 
juripiscarius str 
juripiscarius Bac 
332450 Bacteria_16S 
oxidotolerans str 


Bacteria; 


oxidotolerans Bac 


332450 Bacteria_16S 
CMN3 16S ribosoma 


Spirochaetales; S 


332450 Bacteria_16S 
halophilum strain 
halophilum Bacter 
332450 Bacteria_16S 


strain GTC848 16S 
Firmicutes; 


strain JCM1235 16 
Proteobacteria; 


strain JCM1237 16 
Proteobacteria; 


orientis strain D 
Bacteria; Firmicu 


332450 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


332450 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


332450 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


332450 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


332450 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


332450 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


332450 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; S 


332450 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 


332450 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


332450 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


Lacto 
332450 Bacteria_16S 


G 
332450 Bacteria_16S 


G 
332450 Bacteria_16S 
SM 765 16S ribosomal RNA, partial sequ 


2637637 2637569 7 73 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2664763 2664676 7 93 gi 


C 15912 Bacteria; Firmicutes; 
2666325 2666238 7 93 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; 


2675438 2675339 8 105 gi 


ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 

2949430 2949362 7 73 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2950918 2950850 7 73 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3154997 31549107 93 gi 


gi 


tes; Clostridia; Clostridiales; 


3363182 3363083 8 105 


Peptoc 
gi 


lales; Bacillaceae; Salimicrobium. 
3408630 3408531 8 105 gi 
DSM 10092 16S ribosomal RNA, partial s 


3521614 3521546 7 73 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; 
3541507 3541408 8 105 gi 
lales; Bacillaceae; Bacillus. 

3886675 3886607 7 73 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


3915635 3915548 7 93 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3917051 3916964 7 93 gi 


gi 


pirochaetaceae; Borrelia; Borrelia bur 
4004813 4004714 8 105 gi 
in BH030062 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
4103010 4102911 8 105 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4133383 4133284 8 105 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 


gi 


332450 Bacteria_16S 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


4209830 4209731 8 105 gi 


tes; Bacillales; Bacillaceae; Lentibac 


ain ATCC 15912 16S ribosomal RNA, part 
Lactobac 
Strept 


in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 


2924131 29254 
Streptoc 


2948221 29496 


2949709 29511 


16S ribosomal RNA, partial sequence 3361953 33634 


a; Proteobacteria; Deltaproteobacteria 


Deltaproteobacte 


6S ribosomal RNA, complete sequence 3540266 35417 


3914434 39158 


3915851 3917216 Borre 


4101786 41031 


4132144 41336 


219857233 
26364 
E 
219857214 
ia 
illales; § 
219857213 
sequence 

oc 
219857206 
ence 26742 
ay 


occus. 
219856824 


Enterobac 
219856823 


Enterobac 
219846819 
ence 31537 
occaceae; 

219846675 


219846640 
equence 

; Syntroph 
219846562 
sequence 
ria; Desul 


219846549 


219846305 
sequence 
cteria; De 


219846284 
; Borrelia 
219846283 


gdorferi g 
219846222 
sequence 
eae; Ponti 
219846151 


219846125 


ref|NR_024861.1 
13 2637923 Citrob 


Citrobacter farmeri 
acter farmeri Bacteria; 


nterobac 


1 sequen 


occaceae 


teriaceae; Citr 
ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 

2665089 266654 
; Streptococcus. 
ref|NR_024834.1 
15 2675666 Thioba 


fo} 


bacter. 
Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Thiobacter 
cter subterraneus 


2679938 2679839 8 105 gi|219857203|ref|NR_024831.1| Lentibacillus 
ain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
teria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
2706914 2706815 8 105 gi|219857184|ref|NR_024812.1| Exiguobacterium 
ain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
teria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
2845328 28452417 93 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
1 RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 
2878038 2877939 8 105 gi|219856873|ref|NR_024692.1| Salimicrobium 
DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
ia; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 
2925334 2925247 7 93 gi|219856840|ref|NR_024659.1| Streptococcus peroris 


69 Streptococcus peroris Bacteria; 


ref|NR_024643.1| Enterobacter aerogenes 
58 Enterobacter aerogenes Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024642.1| Enterobacter amnigenus 
57 Enterobacter amnigenus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_026411.1| Desulfosporosinus 

64 3155274 Desulfosporosinus orientis 
Desulfosporosinus. 

ref|NR_026267.1| Salimicrobium album 

41 Salimicrobium album Bacteria; 


ref|NR_026232.1 
3407396 340888 
obacterales; Syn 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


ref|NR_026154.1 
3520389 352188 
furomonadales; P 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


ref|NR_025895.1| Geobacter 

3885428 3886973 Geobacter 
sulfuromonadales; Geobacteraceae; 
ref|NR_025874.1| Borrelia tanukii 
00 Borrelia tanukii Bacteria; 
burgdorferi group. 
ref|NR_025873.1| Borrelia turdi strain 
lia turdi Bacteria; Spirochaetes; 
roup. 
ref|NR_025812.1| Pontibacillus 

4003594 4005020 Pontibacillus 
bacillus. 
ref|NR_025741.1| Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Halobacillus locisalis 
locisalis Bacteria; 


ref|NR_025715.1 
65 Halobacillus 


219846069 
42085 
illus. 


ref|NR_025659.1| Lentibacillus 
91 4210111 Lentibacillus salicampi 


332450 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


332450 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


332450 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


332450 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


332450 Bacteria_16S 


strain Z-7937 16S 
Firmicutes; Clost 


332450 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


332450 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


332450 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


332450 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


332450 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


332450 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


332450 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


332450 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


332450 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


332450 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


332450 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


332450 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


332450 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


332450 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


332450 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


G 
332450 Bacteria_16S 


4212891 4212792 8 105 
bosomal RNA, complete sequence 
lales; Bacillaceae; Geobacillus. 
4235662 42355947 73 
ibosomal RNA, partial sequence 


gi 


gi 


bosomal RNA, partial sequence 


238639 238541 8 104 gi 
etaproteobacteria; Burkholderiales; Bu 
240186 240088 8 104 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

241772 241674 8 104 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


345144 345058 8 93 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
411772 411686 8 93 gi 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
474828 474742 8 93 gi 
rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; 

476365 476279 8 93 gi 
GCL 1731 16S ribosomal RNA, partial s 
ia; Firmicutes; Lactobacillales; Lacto 
497833 497747 8 93 gi 
M512/02/1 16S ribosomal RNA, partial 

ia; Firmicutes; Lactobacillales; Strep 
513177 513091 8 93 gi 
CCUG 47156 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 
634602 634535 8 73 gi 


gi 


E 


Fusoba 
gi 


obacteriales; Fusobacteriaceae; 
681613 681550 42 105 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
683018 682955 42 105 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
761046 760983 42 105 
bosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
831581 831495 8 93 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 


gi 


332450 Bacteria_16S 


219846067 


4211641 42131 


219846045 


4234473 42358 


148511 15001 


265678903 


6S ribosomal RNA, partial sequence 237457 23896 
rkholderia 


265678902 
nce 


6S ribosomal RNA, partial sequence 633402 63487 


854074 854007 8 73 gi 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 


conservatrix Bact 
Desulforegula. 


eria; Proteobacteria; Deltaproteobacte 


23901 


ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 
20842 20744 8 104 gi| 265679050 |ref|NR_029358.1| Burkholderia 
n Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
kholderia cepacia complex. 
31587 31501 8 93 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
bacillales; Aerococcaceae; Facklamia. 
78322 78255 8 73 gi|265679012|ref|NR_029320.1| Desulfospira 
in B331 16S ribosomal RNA, partial sequence 77090 78536 Desulfospira 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
91746 91679 8 73 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 
149716 149649 8 73 gi|265678963|ref|NR_029271.1| Clostridium rectum 


5 Clostridium rectum Bacteria; 


ref|NR_029211.1| Burkholderia glumae 
6 Burkholderia glumae Bacteria; 
ceae; Burkholderia. 

ref|NR_029210.1| Burkholderia 

7 240544 Burkholderia pyrrocinia 


riales; Burkholderiaceae; Burkholderia; 
265678901|ref|NR_029209.1| Burkholderia cepacia 
240595 242072 Burkholderia cepacia Bacteria; 
rkholderiaceae; Burkholderia; Burkholderia cepacia 
265678828 |ref|NR_029133.1| Lactobacillus pentosus 
343905 345423 Lactobacillus pentosus Bacteria; 
illus. 
265678780|ref|NR_029085.1| Lactobacillus 
uence 410506 412073 Lactobacillus 
bacillaceae; Lactobacillus. 
265678735|ref|NR_029040.1| Enterococcus 
sequence 473588 475066 Enterococcus 
nterococcaceae; Enterococcus. 
265678734 |ref|NR_029039.1| Lactobacillus 
equence 475117 476512 Lactobacillus 
bacillaceae; Lactobacillus. 
265678720|ref|NR_029025.1| Streptococcus 
sequence 496622 498127 Streptococcus 
tococcaceae; Streptococcus. 
265678710|ref|NR_029015.1| Streptococcus 
sequence 511957 513395 Streptococcus 
ococcaceae; Streptococcus. 
265678628 |ref|NR_028933.1| Fusobacterium equinum 
3 Fusobacterium equinum Bacteria; 
cterium. 
265678595|ref|NR_028900.1| Neisseria animalis 
680477 681831 Neisseria animalis Bacteria; 
eriaceae; Neisseria. 
265678594|ref|NR_028899.1| Neisseria lactamica 
681882 683236 Neisseria lactamica Bacteria; 
eriaceae; Neisseria. 
265678539|ref|NR_028843.1| Neisseria dentiae 
759866 761206 Neisseria dentiae Bacteria; 
eriaceae; Neisseria. 
265678492 |ref|NR_028795.1| Enterococcus 
quence 830324 831835 Enterococcus 
nterococcaceae; Enterococcus. 
265678477 |ref|NR_028780.1| Desulforegula 
852834 854357 Desulforegula 
ria; Desulfobacterales; Desulfobacteraceae; 


332450 Bacteria_16S 
strain LMG 18819 
Proteobacteria; 

332450 Bacteria_16S 
strain LMG 18106 
Proteobacteria; 

332450 Bacteria_16S 
strain LMG 16407 
Proteobacteria; 

332450 Bacteria_16S 
strain E6844 16S 
Firmicutes; 
332450 Bacteria_16S 
strain LSv21 16S 
Proteobacteria; 

332450 Bacteria_16S 
oceanense strain 
Bacteria; 
332450 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
332450 Bacteria_16S 


pseudoflava strain GA3 16S ribosomal RNA, partial sequence 


Bacteria; 
332450 Bacteria_16S 


Lactobacillales; 


893454 893356 8 


894989 894891 8 


896524 896426 8 


898106 898020 8 


ribosomal RNA, partial sequence 
Enterococcaceae; 


922933 922866 8 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


924504 924437 8 


933691 933605 8 


HO 66 16S ribosomal RNA, 


Firmicutes; 
946034 945971 42 


963128 963042 8 


Lactobacillales; 


104 gi 


104 gi 
104 gi 
93 gi 
73 gi 


73 gi 


ASv26 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfob 


93 gi 


265678449 


16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Bu 


265678448 


16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pul 
Betaproteobacteria; Burkholderiales; Bu 


265678447 


16S ribosomal RNA, partial sequence 895318 89680 
Betaproteobacteria; Burkholderiales; Bu 


265678446 


896853 898376 Enterococcus 
Enterococcus. 


265678430 


921679 923198 Desulfofrigus 
Desulfobacteraceae; 


265678429 


complete sequence 


105 gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


93 gi 


Lacto 


pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 


pseudoavium Bacteria; 
332450 Bacteria_16S 


strain 4A 16S ribosomal RNA, partial 
Gammaproteobacteria; 


Proteobacteria; 
332450 Bacteria_16S 
chilensis strain 
Bacteria; 
332450 Bacteria_16S 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
Lactobacillales; 


satsumensis Bacteria; 
332450 Bacteria_16S 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus 
Lactobacillaceae; 


Firmicutes; 
332450 Bacteria_16S 
strain I-273 16S 
Firmicutes; 
332450 Bacteria_16S 


Lactobacillales; 


Lactobacillales; 


Firmicutes; 
967764 967678 8 


1000026 999940 8 


1033420 1033334 8 


Firmicutes; 


1083228 1083142 8 


1118093 1118007 8 


ribosomal RNA, partial sequence 
Streptococcaceae; 


1323626 1323540 8 


Lactobacillales; 


sequence 
Oceanospirillales; 


93 gi 


93 gi 


Ch-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


93 gi 


93 gi 
93 gi 


93 gi 


dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 
332450 Bacteria_16S 
strain TH-23 16S 
Firmicutes; 
332450 Bacteria_16S 


strain JZC3 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 
332450 Bacteria_16S 


AMMD 16S ribosomal RNA, partial sequence 


Proteobacteria; 
complex. 
332450 Bacteria_16S 


strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus 
Lactobacillaceae; 


Firmicutes; 
332450 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 

332450 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
332450 Bacteria_16S 
ATCC 49176 strain 
ATCC 49176 Bacteria; 
332450 Bacteria_16S 


Bacillales; 


Lactobacillales; 


Streptococcus. 


1420342 1420256 8 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
1467639 1467572 8 


1473617 1473519 8 


1478225 1478139 8 


1482891 1482824 8 


1509924 1509838 8 


1511503 1511417 8 


GIFU 12707 16S ribosomal RNA, 


Firmicutes; 
1534121 1534023 8 


93 gi 


73 gi 


104 gi 


1472412 1473865 Burkholderia ambifari 


Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


93 gi 


73 gi 


vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; 


paracasei strain R094 16S ribosomal RNA, 
paracasei Bacteria; 


Ente 


Lact 


265678400 


966531 96793 
Halomonadaceae; 


265678378 


265678356 
sequence 


265678321 


Lactobacillus. 


265678297 


1116890 1118282 Streptococcus 
Streptococcus. 


228715345 
ribosomal 


224581445 


1419106 14206 


224581408 


1466484 14678 
Spirochaetaceae; Treponema. 


224581402 


219878440 


Lactobacillus. 


219878151 
partial 


Fusobacteria; Fusobacteriales; Fu 

93 gi|219846290|ref|NR_025880.1 

partial sequence 150868 

Firmicutes; Lactobacillales; Lactobacillacea 

93 gi|219846273|ref|NR_025863.1 

complete sequence 1510256 151166 
Lactobacillales; Aerococcaceae; Abiotrophia. 

104 gi|219857425|ref|NR_025013.1 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; Burkholderia cepacia complex. 


rkholderiaceae; 


acterales; 


rococcaceae; 


998800 1000269 Thiomi 
Piscirickettsiaceae; 


obacillaceae; 


ref|NR_028751.1 
Pandoraea. 
ref|NR_028750.1 
Pandoraea. 
ref|NR_028749.1 
Pandoraea. 


ref |NR_028748.1 


ref |NR_028732.1 


ref |NR_028731.1 


961894 963406 
Enterococcus. 


ref |NR_028702.1 


ref|NR_028680.1 


ref |NR_028658.1 
1032165 103372 


ref |NR_028623.1 


ref 


NR_028598.1 


ref 
RNA, 


NR_027517.1 


ref|NR_027227.1 


ref |NR_027189.1 


ref |NR_024882.1 
Burkholder 


ref|NR_025579.1 


ref|NR_025290.1 
sequence 148170 


partial sequence 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 
rkholderiaceae; 


Pandoraea pulmonicola 


monicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 
rkholderiaceae; 


Enterococcus avium 


avium Bacteria; 


Desulfofrigus fragile 
fragile Bacteria; 


Desulfofrigus. 


Desulfofrigus 


923249 924771 Desulfofrigus oceanense 
Desulfobacteraceae; Desulfofrigus. 


265678423|ref|NR_028725.1| Lactobacillus 
932436 934005 Lactobacillus 
bacillaceae; Lactobacillus. 
265678415|ref|NR_028717.1| Hydrogenophaga 
944846 946358 Hydrogenophaga pseudoflava 
Comamonadaceae; Hydrogenophaga. 
265678403 |ref|NR_028705.1| Enterococcus 


Enterococcus 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 
Halomonas. 


Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Lactobacillus 

0 Lactobacillus 


Lactobacillus. 


Lactobacillus 
equi Bacteria; 


equi 


Streptococcus pyogenes 
pyogenes Bacteria; 
Streptococcus 
1322385 1323890 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Treponema putidum 


91 Treponema putidum Bacteria; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Lactobacillus spicheri 
spicheri Bacteria; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Lactobacillus 

4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


1532915 153432 


Burkholderia 
2 Burkholderia 


332450 Bacteria_16S 
goodfellowii stra 
goodfellowii DSM 
332450 Bacteria_16S 
strain LMG 21727 
Firmicutes; Lacto 
332450 Bacteria_16S 
subsp. ruminatoru 
equi subsp. rumin 
332450 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
332450 Bacteria_16S 
strain WAL 14325 


s Bacteria; 


1565618 1565551 8 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; 
1588514 1588428 8 
16S ribosomal RNA, partial sequence 1587284 15887 
bacillales; 
1610033 1609947 8 


atorum Bacteria; 


1652411 1652325 8 


1721196 1721129 8 
16S ribosomal RNA, partial sequence 1719990 17214 


73 


uence 1564412 156589 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
93 gi| 219878486 |ref|NR_025625.1 


gi|219846059 


ref 


59 Cetobacterium 


NR_025649.1 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Enterococcus italicus 


92 Enterococcus italicus Bacteria; 


Enterococcaceae; Enterococcus. 
93 gi|219878470|ref|NR_025609.1| Streptococcus equi 
m strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
93 gi| 219878441 |ref|NR_025580.1| Bacillus 
s strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
73 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 


somerae Bacteria; 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

332450 Bacteria_16S 1745600 1745514 8 93 gi|219878377|ref|NR_025516.1| Streptococcus ratti 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

332450 Bacteria_16S 1783370 1783303 8 73 gi|219878348|ref|NR_025487.1| Sneathia sanguinegens 
strain CCUG 41628 16S ribosomal RNA, partial sequence 1782175 1783536 Sneathia sanguinegens 
Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Sneathia. 

332450 Bacteria_16S 1841313 1841227 8 93 gi|219878308|ref|NR_025447.1| Lactobacillus 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

332450 Bacteria_16S 1854937 1854851 8 93 gi| 219878298 |ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

332450 Bacteria_16S 1903851 1903765 8 93 gi|219878261|ref|NR_025400.1| Facklamia miroungae 


CIP 106764 16S ri 
Firmicutes; Lacto 
332450 Bacteria_16S 
strain DSM 20285 
Firmicutes; Lacto 
332450 Bacteria_16S 
nitrativorans str 
nitrativorans Bac 
332450 Bacteria_16S 
strain Cm al3 16S 
Proteobacteria; D 
332450 Bacteria_16S 
lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 
332450 Bacteria_16S 
apiculatus strain 
apiculatus Bacter 
Chondromyces. 
332450 Bacteria_16S 
strain ATCC 29178 
Firmicutes; Lacto 
332450 Bacteria_16S 
denitrificans str 
denitrificans Bac 
332450 Bacteria_16S 
strain ATCC49733 
Proteobacteria; G 
332450 Bacteria_16S 
strain MT-1077 16 
Firmicutes; Lacto 
332450 Bacteria_16S 
didelphis strain 
didelphis Bacteria; 
332450 Bacteria_16S 
olivapovliticus s 
olivapovliticus B 
332450 Bacteria_16S 
strain LYP 16S ri 
Proteobacteria; D 
332450 Bacteria_16S 


Firmicutes; 


bacillales; 


teria; 


ria; 


bacillales; 


teria; 


bacillales; 


acteria; 


1985847 1985780 8 
Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


2259586 2259500 8 
16S ribosomal RNA, partial sequence 
Streptococcaceae; 
2353475 2353412 42 
ain 123 16S ribosomal RNA, partial seq 
Betaproteobacte 


Firmicutes; 


2449397 2449311 8 
train WW2-SN4a 16S ribosomal RNA, part 
Firmicutes; 
2473647 2473561 8 
bosomal RNA, partial sequence 
eltaproteobacteria; 
2590032 2589946 8 
strain ATCC 43186 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Proteobacteria; 
1982678 1982611 8 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
1984263 1984196 8 
n Sy t2 16S ribosomal RNA, partial seq 


Proteobacteria; Deltaproteobacter 


Proteobacteria; 
2364278 2364211 8 
16S ribosomal RNA, 
ammaproteobacteria 


Enterococcaceae; 


bosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
1918745 1918659 8 

16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; 
1936963 1936900 42 
ain 23310 16S ribosomal RNA, partial s 
Betaproteobacte 


93 


105 


73 


73 


73 


93 


105 


73 


v 


93 


93 


Lactobacillales; 
93 


Lactobacill 
93 


Syntrophobac 
93 


Facklamia. 


Pediococ 


Streptoc 


partial sequence 2363042 23645 
Pasteurellales; 
2405203 2405117 8 
S ribosomal RNA, partial sequence 
Lactobacillaceae; 
2417601 2417515 8 
W94-11374-1 16S ribosomal RNA, partial 


Lactobac 


1902626 19040 


gi| 219878249 
cus. 
219878237 
equence 
ria; Burkh 
gi| 219878207 
1981436 19829 
Sorangiineae; 
gi| 219878206 
uence 
ia; Myxoco 


gi 


, 


219878205 
uence 
a; Myxococ 


gi 


219857560 
22583 
occus. 

219857492 
uence 

ria; Burkh 
219857485 


gi 


gi 


gi 


Pasteurellac 
gi|219857457 
2403965 24054 
illus. 
219857448 
sequence 
ococcaceae 
219857420 
ial sequen 
ales; Carnobacte 
gi|219857401 
2472404 24737 
terales; Syntrop 
gi| 219857275 


gi 


Strept 
gi 


ref 


ref 


ref 


ref 
ccal 
ref 
cale 


ref 


ref 


olde 
ref 


eae. 
ref 


ref 


7 St 
ref 


riac 
ref 


hace 
ref 


Enterococcus. 


1935800 193729 
olde 


73 Chondromyces 
Poly 


1983024 19845 


1984609 19861 


45 2259880 Strep 


2352316 23537 


86 Lactobacillus 


2416361 24178 


ce 2448175 24496 


NR_025388.1 


NR_025376.1 


riales; Coma 
NR_025346.1 


angiaceae; C 
NR_025345.1 
5 
es; Sorangii 
NR_025344.1 
4 
s; Sorangiin 
NR_025148.1 
t 


NR_025080.1 
5 
riales; Coma 
NR_025073.1 


NR_025045.1 


NR_025036.1 
6 
reptococcus. 
NR_025008.1 
8 
eae; Alkalib 


NR_024989.1 


ae; Smithell 
NR_024906.1 


30 Facklamia miroungae Bacteria; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Lactobacillus kimchii 
kimchii Bacteria; 


Streptococcus 
5 Streptococcus 


Alkalibacterium 

1 Alkalibacterium 
acterium. 

Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Enterococcus mundtii 


2588800 2590328 Enterococcus mundtii Bacteria; 


332450 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


332450 Bacteria_16S 


selangorensis str 
selangorensis Bac 


332450 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


332450 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


332450 Bacteria_16S 


collinoides strai 
collinoides Bacte 


332450 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


332450 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


332450 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


332450 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


332450 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


332450 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


332450 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


332450 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


332450 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


332450 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


332450 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


332450 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


332450 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


332450 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


332450 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


332450 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


332450 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


332450 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


2593185 2593099 8 93 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2617865 2617779 8 93 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2732612 2732526 8 93 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
2922302 2922231 4 73 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2946381 2946314 8 73 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
2962908 2962822 8 93 gi 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 

2976679 2976581 8 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3025260 3025174 8 93 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3038967 3038881 8 93 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3042010 3041924 8 93 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3048124 3048038 8 93 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3049665 3049579 8 93 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; E 
3058807 3058721 8 93 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


Streptoc 
104 gi 


oc 


cl 


oc 


Ss. 


ro 


re 


se 
ia 
3064882 3064796 8 93 gi 
bacillales; Streptococcaceae; Streptoc 
3070735 3070649 8 93 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3091795 3091709 8 93 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3100826 3100740 8 

mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3180804 3180718 8 93 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3217294 3217208 8 93 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3267147 3267061 8 93 gi 
ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3315793 3315707 7 92 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
3375208 3375141 8 73 


oc 


Ss. 


Ignavigranu 
93 gi 


mM. 


en 


’ 


la 


Spirochaet 


gi 


Halobacteroida 
73 gi 


ridia; Halanaerobiales; 


3500376 3500309 8 


ce 


obacteriales; Fusobacteriaceae; Cetobact 


332450 Bacteria_16S 


strain NCTC 83785 


cu 
219857254 
sequenc 
obacilla 
219857166 
s 
Ca 


al 
ct 


219857273 
25919 


Ss. 


equence 


nce 


es; 


uence 


cus. 


219846939 
2975480 29769 
ostridiu 
219846907 
qu 


ence 


219846895 
3040796 30422 


219846890 
se 


quence 


30484 
mococcus 


219846883 


quence 


’ 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


cus. 


219846875 


30695 


219846861 
3090574 30919 


219846855 
3099595 3101003 Fackl 


219846801 


31795 


219846776 


ce 32160 
Streptoc 


219846743 
3265947 32672 


les; Leg 


219846710 
3314589 33160 


a. 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 


ae; Oren 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 


erium. 


3627986 3627923 42 105 gi 
16S ribosomal RNA, complete sequence 


219846487 


rnobacte 
219856842 
ue 
al Euba 
219856826 
eq 
obacillace 
219856815 


2961676 29631 


occaceae 
219846897 
3037737 30392 


coccacea 
219846889 


Aeromo 


ref |NR_024904.1 
38 2593451 Enter 


ref |NR_024885.1 
e 2616635 261812 
ceae; Paralacto 
ref|NR_024794.1 

2731401 273285 
riaceae; Marinil 
ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 
ref |NR_024634.1 
71 Streptococcus 
ref |NR_026531.1 
m. 
ref |NR_026499.1 

3024035 302545 
; Enterococcus. 
ref |NR_026489.1 


ref |NR_026487.1 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref|NR_026481.1 
54 3049838 Eremoc 
ref|NR_026475.1 

3057592 305905 
nadales; Succini 


ref|NR_026471.1 
27 Streptococcus 


ref |NR_026467.1 
11 3070973 Vagoco 


ref |NR_026453.1 
90 Ignavigranum 


ref 
amia 


NR_026447.1 
ignava Bact 


ref |NR_026393.1 
83 3181087 Fackla 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026335.1 


ione 
ref 


llaceae; Leg 
NR_026302.1 


ref |NR_026259.1 


ia. 
ref|NR_026168.1 
73 Cetobacterium 


ref |NR_026079.1 


fo} 


b 


Enterococcus dispar 
coccus dispar Bacteria; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Eubacterium 
6 Eubacterium 
cterium. 
Lactobacillus 
8 Lactobacillus 
Ss. 
Streptococcus porcinus 
porcinus Bacteria; 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Enterococcus 
9 Enterococcus 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Facklamia 
3 Facklamia 


Eremococcus coleocola 
occus coleocola 


Succinimonas 
3 Succinimonas 
vibrionaceae; 
Streptococcus ovis 
ovis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Facklamia hominis 
mia hominis Bacteria; 


Streptococcus 
ococcus thoraltensis 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Cetobacterium ceti 


ceti Bacteria; 


Neisseria gonorrhoeae 


3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


332450 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


332450 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


332450 Bacteria_16S 


strain N 155 16S 


3649439 3649353 8 93 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3825839 3825772 8 73 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3889766 3889703 42 105 gi 
ribosomal RNA, partial sequence 


ne 
oc 


11 


219846472 


219846346 


219846302 
3888563 38900 


ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref|NR_025892.1 


e 36482 
cales; M 


38245 
ales; Pa 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Avibacterium volantium 
terium volantium 


Avibacterium. 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

332450 Bacteria_16S 3897560 3897474 8 93 gi|219846297|ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

332450 Bacteria_16S 4027436 4027369 8 73 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

332450 Bacteria_16S 4086582 4086484 8 104 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

332450 Bacteria_16S 4095635 4095568 8 73 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

332450 Bacteria_16S 4118097 4118011 8 93 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

332450 Bacteria_16S 4124288 4124221 8 73 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

332450 Bacteria_16S 4165885 4165818 8 73 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

332450 Bacteria_16S 4171946 4171860 8 93 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

332450 Bacteria_16S 4182697 4182630 8 73 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

332450 Bacteria_16S 4208315 4208229 7 92 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

332450 Bacteria_16S 4243145 4243059 8 93 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

332450 Bacteria_16S 36025 35940 8 92 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

332450 Bacteria_16S 55779 55690 5 93 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 


strain J1-31B-1 1 
Firmicutes; Erysi 


332450 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


332450 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


332450 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


osomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
578600 578503 7 102 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
604180 604091 7 95 gi 
16S ribosomal RNA, partial sequence 

cales; Desulfurobacteriaceae; Thermovi 
802539 802450 7 95 gi 
in C21 16S ribosomal RNA, complete seq 
eria; Firmicutes; Clostridia; Clostrid 


en 


ir 


br 


ue 
ia 


332450 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


332450 Bacteria_16S 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 


884409 884320 8 96 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


eq 
er 


1050353 1050264 7 95 gi 


110499 11199 


265678667 


265678649 


265678511 


265678455 


265678345 


6S ribosomal RNA, partial sequence 54638 56028 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 
111718 111633 8 92 gi| 265678988 |ref|NR_029296.1 


ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus 
ref |NR_028954.1 
5 604369 Thermo 


ce 57740 

illales; 5 
60290 

io. 

ref |NR_028814.1 
801287 802838 

stridiales Famil 


nce 
les; Clo 
ref|NR_028757.1 

883190 884650 


rophobacterales; 


uence 
ia; Synt 


ref |NR_028647.1 
1049100 105058 


Holdemania filiformis Bacteria; 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Thalassolituus 
solituus oleivorans 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Balnearium 
0 Balnearium 


lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 


332450 Bacteria_16S 1223883 1223782 7 105 gi| 219878346 |ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 
332450 Bacteria_16S 1264577 1264492 8 92 gi|219846655|ref|NR_026247.1| Treponema 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 1263357 1264835 Treponema 
lecithinolyticum Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
332450 Bacteria_16S 1544862 1544773 7 95 gi|219857262|ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
332450 Bacteria_16S 1705960 1705871 7 95 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 
332450 Bacteria_16S 1737876 1737779 7 102 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 
332450 Bacteria_16S 2156301 21562127 95 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 
332450 Bacteria_16S 2270490 2270405 8 92 gi|219857553|ref|NR_025141.1] Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
332450 Bacteria_16S 2326483 2326382 6 105 gi|219857512|ref|NR_025100.1] Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
332450 Bacteria_16S 2738551 2738462 7 95 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
332450 Bacteria_16S 2905367 2905278 7 95 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
332450 Bacteria_16S 2931214 29311177 102 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 
332450 Bacteria_16S 2932720 2932635 8 92 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 
332450 Bacteria_16S 3288383 3288298 8 92 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 
332450 Bacteria_16S 3318836 3318751 8 92 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
332450 Bacteria_16S 3582541 3582440 6 105 gi| 219846521 |ref|NR_026113.1]| Clostridium 
stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
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122566 122505 44 105 gi 
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Syntrophobacterales; 


219846071 
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60630 
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265678981 
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4205616 420703 
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ref|NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref|NR_029289.1 
121373 122854 Desulf 
Syntrophobact 


98328 
terales; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Haemophilus 
7 Haemophilus 


asteurellaceae; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
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Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 


332450 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


332450 Bacteria_ 


Bacteria; 


249499 249411 8 
strain Sgly2 16S ribosomal RNA, parti 


95 265678896 


al sequenc 


gi 


Proteobacteria; Betaproteob 


acteria; Neiss 


16S 258456 258356 7 105 


gi 


265678890 


ref |NR_029204.1 
e 248268 249768 
eriales; Nei 


ref|NR_029198.1 


Microvirgula 
Microvirgula 
sseriaceae; 


Moorella glycerini 


strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
332450 Bacteria_16S 285608 285508 7 105 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
332450 Bacteria_16S 332898 332798 7 105 gi|265678839|ref|NR_029144.1]| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

332450 Bacteria_16S 393300 393200 7 105 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

332450 Bacteria_16S 485439 485355 9 92 gi|265678728|ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

332450 Bacteria_16S 499402 499302 7 105 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

332450 Bacteria_16S 500954 500854 7 105 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
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332450 Bacteria_ 


strain CFBP 4188 
Proteobacteria; 
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332450 Bacteria_16S 
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265678582 
699985 70142 


265678581 
701473 70290 


265678538 
in NEMla 16S ribosomal RNA, partial sequence 
illaceae; 
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Conexibacter woesei 
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odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 
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332450 Bacteria_16S 2225995 2225895 7 105 gi| 219857582 
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ua 
219857243 
en 
ri 
219878335 


219878220 
1961654 19631 
st 
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homonadales; Xan 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
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Deltaproteobacteria; Desulfobacterales; 


105 


CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 


105 


16S ribosomal RNA, partial sequence 2544276 25457 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


102 


Gammaproteobacteria; 


95 
sequence 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


93 


105 


16S ribosomal RNA, partial sequence 2847193 28487 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


102 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


105 


102 


12-3 16S ribosomal RNA, partial sequence 


gi| 219857361 
2523668 25251 
Desulfobu 
219857348 
sequence 
Burkholderia 
219857347 |ref 


ref 
gi ref 
gi 


219857263|ref 


gi 


gi|219857223 
2651733 26532 


ref 


AZ 
gi|219856899 
Lactobacillaceae; 

gi| 219856892 |ref 


219856886 
28565 
Xanth 
219856883 |ref 
1 sequence 
Burkholderi 
219856841|ref 
29226 


gi ref 
gi 


gi 


lbaceae; 


2542716 254422 


ial sequence 2607312 26087 
Oceanospirillales; 


2836503 28379 


57 2858059 Pseudo 


2861171 28626 


17 2924080 Pseudo 


NR_024949.1 


NR_024936.1 


les; Comamon 
NR_024935.1 


Acidovorax. 
NR_024894.1 
7 
N 
NR_024851.1 


oarcus. 
NR_024718.1 
0 
Lactobacillu 
NR_024711.1 


Delftia. 
NR_024705.1 


omonadaceae; 
NR_024702.1 
7 
ales; Comamo 
NR_024660.1 


Desulfotalea arctica 


53 Desulfotalea arctica Bacteria; 
Desulfotalea. 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Lactobacillus 
8 Lactobacillus 
Ss. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pseudomonas cissicola 

monas cissicola 
Xanthomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 

Pseudoxanthomonas 

xanthomonas japonensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
332450 Bacteria_16S 3102257 3102157 7 105 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

332450 Bacteria_16S 3136785 3136685 7 105 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

332450 Bacteria_16S 3167183 3167084 7 105 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
332450 Bacteria_16S 3170215 3170116 7 105 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
332450 Bacteria_16S 3183907 3183811 8 102 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

332450 Bacteria_16S 3185459 3185363 8 102 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

332450 Bacteria_16S 3187011 3186915 8 102 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

332450 Bacteria_16S 3188563 3188467 8 102 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

332450 Bacteria_16S 3190115 3190019 8 102 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

332450 Bacteria_16S 3191667 3191571 8 102 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

332450 Bacteria_16S 3193219 3193123 8 102 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

332450 Bacteria_16S 3196321 3196225 8 102 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

332450 Bacteria_16S 3243106 3243037 6 73 gi|219846759|ref|NR_026351.1| Desulfovibrio 


africanus strain DSM 2603 16S ribosomal RNA, partial sequence 


3241884 3243393 Desulfovibrio 


africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


332450 Bacteria_1 
strain Feox-1 16S 
B 
332450 Bacteria_1 


Proteobacteria; 


strain LMG 5743 1 
Proteobacteria; 


strain LMG 5047 1 
Proteobacteria; 


strain LMG 708 16 
Proteobacteria; 


strain LMG 538 16 
Proteobacteria; 


Xanthomonas. 


332450 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


sanguinis strain 
sanguinis Bacteri 


332450 Bacteria_16S 


strain MB 1871 16 


G 
332450 Bacteria_1 


G 
332450 Bacteria_1 


G 
332450 Bacteria_1 


G 


B 
332450 Bacteria_16S 
palmitatis strain 
Proteob 
332450 Bacteria_16S 
strain C-1 16S ri 
G 
332450 Bacteria_16S 
strain SS-1 16S r 
B 
332450 Bacteria_16S 
2301083 16S ribosomal RNA, partial seq 


6S 3270098 3269998 7 
ribosomal RNA, 


105 
complete sequence 


gi 


6S 3289861 3289765 8 102 gi 


6S 3291386 3291290 8 102 gi 


6S 3292938 3292842 8 102 
S ribosomal RNA, partial sequence 


gi 


6S 3294490 3294394 8 102 
S ribosomal RNA, partial sequence 


gi 


3296040 3295944 8 102 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


3590319 3590219 7 105 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3774167 3774067 7 105 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3836258 38361617 102 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3854467 3854367 7 105 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
4083574 4083474 7 105 gi 


gi 


Firmicutes; Bacillales; Paenibacill 
4106011 41059117 105 gi 
S ribosomal RNA, partial sequence 


a; 


ammaproteobacteria; Xanthomonadales; X 


ammaproteobacteria; Xanthomonadales; X 
332450 Bacteria_16S 
albilineans strai 
albilineans Bacte 


219846741 


3268876 32703 
etaproteobacteria; Burkholderiales; Le 


ptothrix. 
219846728 


6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; xX 


an 
219846727 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; X 


an 
219846726 


3291719 32932 
thomonad 


an 
219846725 


3293271 32947 
thomonad 


an 
219846724 

equence 

ia 


’ 


219846516 


3589120 35906 
Id 


eonella. 

219846382 
ence 37729 
omonadales 
219846338 


3835060 38365 
alomonad 


H 
219846326 


3853246 38547 


ptothrix. 
219846164 
uence 
aceae; 
219846149 


4104804 41063 


thomonad 


thomonad 


Xantho: 


Pae 


ref |NR_026333.1| Leptothrix mobilis 
96 Leptothrix mobilis Bacteria; 
ref|NR_026320.1| Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
aceae; Xanthomonas. 
ref|NR_026319.1|] Xanthomonas oryzae 
68 Xanthomonas oryzae Bacteria; 
aceae; Xanthomonas. 
ref|NR_026318.1| Xanthomonas fragariae 
20 Xanthomonas fragariae Bacteria; 
aceae; Xanthomonas. 
ref|NR_026317.1| Xanthomonas axonopodis 
72 Xanthomonas axonopodis Bacteria; 
aceae; Xanthomonas. 
ref|NR_026316.1| Xanthomonas 

3294823 3296322 Xanthomonas 
monadales; Xanthomonadaceae; 


ref|NR_026108.1| Ideonella dechloratans 
19 Ideonella dechloratans Bacteria; 


Desulfuromonas 
uromonas palmitatis 

; Desulfuromonadaceae; Desulfuromonas. 
ref|NR_025928.1|] Halomonas halodurans 
33 Halomonas halodurans Bacteria; 
aceae; Halomonas. 

ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


ref|NR_025973.1 
41 3774411 Desulf 


ref|NR_025754.1 

4082348 408382 
nibacillus. 
ref|NR_025739.1 
11 Paenibacillus 


Paenibacillus 
2 Paenibacillus 


Paenibacillus lactis 
lactis Bacteria; 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

332450 Bacteria_16S 4199273 4199173 7 105 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

332450 Bacteria_16S 13150 13082 7 73 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

332450 Bacteria_16S 40423 40324 8 105 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

332450 Bacteria_16S 54349 54281 7 73 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
332450 Bacteria_16S 64818 64719 8 105 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
332450 Bacteria_16S 81231 81133 8 105 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

332450 Bacteria_16S 102656 102557 8 105 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

332450 Bacteria_16S 131604 131536 7 73 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

332450 Bacteria_16S 133190 133122 7 73 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

332450 Bacteria_16S 154396 154328 7 73 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

332450 Bacteria_16S 192591 192504 7 93 gi|265678935|ref|NR_029243.1| Methylomonas 


aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 


332450 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


332450 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


332450 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


332450 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


332450 Bacteria_16S 


effusa strain AP1 
Bacteria; 


Bacteria; 


strain R 16089 16 
Firmicutes; 


strain R 16086 16 


Firmicutes; 


Firmicutes; 


Proteobacteria; 


Firmicutes; Bacil 


332450 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; 


Bacteria; 


pinnipedialis Bac 


332450 Bacteria_16S 
odorimutans strai 
odorimutans Bacte 


Anaerovorax. 


332450 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


332450 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


332450 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


332450 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


332450 Bacteria_16S 


strain PSv29 16S 
Proteobacteria; D 


332450 Bacteria_16S 


Proteob 
332450 Bacteria_16S 
multivorans strai 
Firmicu 
332450 Bacteria_16S 
atlanticus strain 
atlanticus Bacter 
332450 Bacteria_16S 


Bacil 
332450 Bacteria_16S 


Bacillales; Macrococcus. 
332450 Bacteria_16S 
strain S-5623 16S ribosomal RNA, partial sequence 
Lactobacillales; Weissella. 

332450 Bacteria_16S 
strain G-16.1 16S 
G 
332450 Bacteria_16S 
strain Tf 16S rib 


Lacto 
332450 Bacteria_16S 
contaminans strai 
contaminans Bacte 
332450 Bacteria_16S 
nepalensis strain 
Firmicu 
332450 Bacteria_16S 
pinnipedialis str 


S ribosomal RNA, complete sequence 


473289 473202 7 93 gi 


491738 491651 7 93 
ribosomal RNA, partial sequence 
ammaproteobacteria; 


gi 


Oceanospirillales; 


511633 511534 8 105 gi 
osomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
514616 514517 8 105 gi 


bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
526848 526749 8 105 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
542084 541985 8 105 gi 
CW1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 

661885 661786 8 105 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
664909 664841 7 73 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


737598 737530 7 73 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
739175 739076 8 105 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
793308 793221 7 93 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
842177 842109 7 73 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
874020 873921 8 105 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
926047 925979 7 73 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


gi 


Entomoplasm 


453819 45536 


472041 47353 


490502 49197 


510382 51190 


513446 51481 


736380 73789 


792094 79356 


872811 87416 


924822 92631 


265678736 


265678724 


Halomonad 
265678711 


265678709 


illus. 
265678701 
equence 
ae; Anoxyb 
265678691 
ce 54086 


265678608 
tial seque 
icoccus. 

265678606 
quence 
ales; Clos 
265678556 


ataceae; E 
265678555 
ence 73794 
riales; Ox 
265678517 


eta. 

265678485 
nce 84098 
irillales; 
265678463 


rkholderia 
265678428 


Desulfoba 


947635 947548 7 93 gi 


ntomoplasma. 


ceae 


cter 


282475 282407 7 73 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 
ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

290051 289952 8 105 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

312971 312872 8 105 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
train S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
acteria; Firmicutes; Bacillales; Staphylococcus. 

321934 321835 8 105 gi| 265678846 |ref|NR_029151.1| Bacillus 

strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus 

387131 387032 8 105 gi|265678797|ref|NR_029102.1| Hydrocarboniphaga 
03 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
acteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 

396282 396183 8 105 gi|265678791|ref|NR_029096.1| Tenuibacillus 
n 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
tes; Bacillales; Bacillaceae; Tenuibacillus. 

444234 444162 7 77 gi| 265678759 |ref|NR_029064.1| Croceibacter 

HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 

453467 453368 8 105 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
lales; Macrococcus. 

455066 454967 8 105 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


ref|NR_029041.1| Weissella koreensis 
7 Weissella koreensis Bacteria; 


ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 
aceae; Halomonas. 

ref|NR_029016.1| Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


ref |NR_029014.1 
3 Lactobacillus 


Lactobacillus rossiae 
rossiae Bacteria; 


ref|NR_029006.1| Anoxybacillus 

525601 527141 Anoxybacillus 
acillus. 
ref|NR_028996.1| Staphylococcus 
2 542331 Staphylococcus nepalensis 
ref|NR_028913.1| Jeotgalicoccus 
nce 660668 662086 Jeotgalicoccus 
ref|NR_028911.1] Anaerovorax 

663698 665185 Anaerovorax 
tridiales Family XIII. Incertae Sedis; 


ref|NR_028860.1| Entomoplasma lucivorax 
7 Entomoplasma lucivorax Bacteria; 


ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; Herbaspirillum. 
ref|NR_028820.1| Spirochaeta americana 
0 Spirochaeta americana Bacteria; 


Herbaspirillum 
pirillum lusitanum 


ref|NR_028788.1| Marinospirillum 

1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
ref|NR_028766.1| Cupriavidus necator 
6 Cupriavidus necator Bacteria; 

; Cupriavidus. 

ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 
aceae; Desulfofaba. 


265678414 


taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 


ref|NR_028716.1| Hydrogenophaga 
946409 947922 Hydrogenophaga 


taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Hydrogenophaga. 


332450 Bacteria_16S 


strain WSU 86/104 


973873 973805 7 
4 16S ribosomal RNA, 


73 gi 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


332450 Bacteria_16S 
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Tenericutes; Moll 


332450 Bacteria_16S 
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B 


Proteobacteria; 


peptidolytica Bac 
Pseudoalteromonas 


332450 Bacteria_16S 
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B 
332450 Bacteria_16S 


Proteobacteria; 


strain Ter6 16S r 
Proteobacteria; B 


332450 Bacteria_16S 
13501 16S ribosomal RNA, 


Proteobacteria; B 


332450 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


332450 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


332450 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


332450 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


332450 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


332450 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


332450 Bacteria_16S 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; 
332450 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


332450 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


332450 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


332450 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


332450 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


332450 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


332450 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


982843 982775 7 
S ribosomal RNA, 


73 gi 
complete sequence 98 


1006063 1005977 7 93 gi 


teria; Proteobacteria; 


1036471 1036372 8 105 gi 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1282463 1282395 7 73 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1288708 1288621 7 


gi 


93 gi 
Weissella. 

1290168 1290100 7 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1302159 1302060 8 105 


73 gi 
Cori 
gi 


ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 

1319002 1318903 8 105 gi 
coagulans strain GA 211 16S ribosomal 


1320544 1320445 8 105 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1322086 1321987 8 105 gi 
arnosus strain 361 16S ribosomal RNA, 
arnosus Bacteria; Firmicutes; Bacillal 
1325178 1325079 8 105 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1341923 1341836 7 93 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1348146 1348047 8 105 gi 
in MPOB 16S ribosomal RNA, partial seq 


332450 Bacteria_16S 


complete sequence 


icutes; Entomoplasmatales; Entomoplasmataceae; E 
1003071 1002972 8 105 gi| 265678376 
ibosomal RNA, partial sequence 1001834 10033 


etaproteobacteria; Rhodocyclales; Rhod 
332450 Bacteria_16S 
peptidolytica strain F12-50-Al 16S ribosomal RNA, parti 


Gammaproteobact 


1278319 12798 
Entomoplasmat 


1281261 12827 
Entomoplasmat 


1287447 1289004 Weiss 


complete sequence 1289055 12904 


tes; Clostridia; Thermoanaerobacterales; Thermoa 
losiruptor. 
1305269 1305170 8 105 gi|219846460 


1304017 13055 
Thermoanaerobacterale 


265678395 
97261 


265678389 
1620 98314 


265678374 
al sequenc 
eria; Alte 


265678354 


aceae; M 
219846087 


aceae; E 
219846052 
219846501 


obacterine 
219846639 


s; Thermoa 
228715349 
RNA, part 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
219878140 
sequence 
Thermoana 


228721140 
nce 13406 
Peptococca 
228720860 
uence 


ocyclaceae; 


Firmicutes; 


ref |NR_028697.1 
7 974173 Waddli 


ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_028678.1 


; Azovibrio. 
ref|NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref|NR_028656.1 


esoplasma. 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref |NR_025642.1 
ella soli Bacter 
ref |NR_026093.1 
Coriobacteri 
NR_026231.1 


ae; 
ref 
obacteral 


naer es 


ref|NR_026051.1 


naerobacterales 
ref 


ial 


NR_027521.1 
sequence 
Bacillal 
NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
lococcus. 
ref |NR_025279.1 
1323941 132544 
erobacterales; T 


ref 
uenc 
hylo 
ref 
quen 


ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref |NR_027598.1 

1346912 134839 
Syntrophobactera 
ref|NR_027567.1 
65 1377116 Polaro 
7 Co 
ref|NR_027213.1 
76 1436085 Paenib 


Bacteria; Proteobacteria; Deltaproteobacteria; 
eae; Syntrophobacter. 

1376866 1376767 8 105 gi|228717818 
CJ2 16S ribosomal RNA, partial sequence 13756 
teobacteria; Betaproteobacteria; Burkholderiales 

1435805 1435718 7 93 gi|224581431 
n 20CM 16S ribosomal RNA, partial sequence 14345 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

1457151 1457052 8 105 gi| 224581416 


es; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Entomoplasma freundtii 


freundtii Bacteria; 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Herbaspirillum putei 


bosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

1146816 1146717 8 105 gi|253680759|ref|NR_028007.1| Collimonas fungivorans 
ibosomal RNA, partial sequence 1145612 1147064 Collimonas fungivorans Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

1193681 1193582 8 105 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 

complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1279512 1279444 7 73 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Weissella soli strain 
ia; Firmicutes; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Staphylococcus 

1317758 1319249 
Staphylococcus. 
Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Desulfitobacterium 
itobacterium hafniense 
acterium. 
Syntrophobacter 

7 Syntrophobacter 

les; 


Polaromonas 


monas naphthalenivorans 
mamonadaceae; 


Polaromonas. 
Paenibacillus 
acillus antarcticus 


v 


ref |NR_027197.1 


Achromobacter 


ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


332450 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


332450 Bacteria_16S 


strain B6 16S rib 
Proteobacteria; B 


1472225 1472126 8 


1550847 1550760 7 


332450 Bacteria_16S 1555347 1555248 8 105 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

332450 Bacteria_16S 1567152 1567084 7 73 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

332450 Bacteria_16S 1685967 1685868 8 105 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 1688946 1688847 8 105 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 1780331 1780244 7 93 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

332450 Bacteria_16S 1879262 1879163 8 105 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
332450 Bacteria_16S 1897932 1897833 8 105 gi|219878265|ref|NR_025404.1| Bordetella trematum 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

332450 Bacteria_16S 1923305 1923206 8 105 gi|219878246|ref|NR_025385.1] Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

332450 Bacteria_16S 1947723 1947624 8 105 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

332450 Bacteria_16S 1964455 1964356 8 105 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

332450 Bacteria_16S 1971773 1971674 8 105 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

332450 Bacteria_16S 2060716 2060648 7 73 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

332450 Bacteria_16S 2068266 2068167 8 105 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

332450 Bacteria_16S 2069798 2069699 8 105 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

332450 Bacteria_16S 2089722 2089623 8 105 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

332450 Bacteria_16S 2123161 2123062 8 105 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

332450 Bacteria_16S 2276564 2276465 8 105 gi|219857549|ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

332450 Bacteria_16S 2288641 2288573 7 73 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
strain L1 16S ribosomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

332450 Bacteria_16S 2314327 2314228 8 105 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

332450 Bacteria_16S 2391557 2391470 7 93 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

332450 Bacteria_16S 2426810 2426711 8 105 gi| 219857441 |ref|NR_025029.1| Viridibacillus neidei 


105 


EY3860 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 


93 


osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aquabacterium. 


strain BD-87 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


Planococcaceae; 


gi] 224581405 


gi] 219857244 
1549646 15510 


Burkhold 


ref 


ref 


1471041 14723 
eria 


61 Aquabacterium 


NR_027186.1 
6 
les; Alcali 
NR_024874.1 


genaceae; 


Achromobacter 
1 Achromobacter 
Achromobacter. 
Aquabacterium parvum 
parvum Bacteria; 


2425586 2426998 Viridibacillus neidei Bacteria; 
Viridibacillus. 


332450 Bacteria_16S 
strain KCTC 3666 
Firmicutes; Bacil 
332450 Bacteria_16S 
peptonophila stra 
peptonophila Bacteria; 
332450 Bacteria_16S 

dichotomicum stra 
dichotomicum Bacteria; 
332450 Bacteria_16S 


Bacteria; Proteob 
332450 Bacteria_16S 
strain Z 16S ribo 
Clostridia; Clost 
332450 Bacteria_16S 
alkaliphilum stra 
Bacteria; Firmicutes; 
332450 Bacteria_16S 
strain SEBR 4211 
Firmicutes; Clost 
332450 Bacteria_16S 
strain GSL-But2 1 
Proteobacteria; D 
332450 Bacteria_16S 
strain SWub3 16S 
Proteobacteria; B 
332450 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
332450 Bacteria_16S 
voinovskiensis st 
voinovskiensis Bacteria; 
332450 Bacteria_16S 
strain 15-1 16S r 
Firmicutes; Bacillales; 
332450 Bacteria_16S 
strain SHK-1 16S 
Proteobacteria; D 
332450 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 
332450 Bacteria_16S 
narugense strain 
Bacteria; Firmicutes; 
332450 Bacteria_16S 
strain T7 16S rib 
Proteobacteria; B 
332450 Bacteria_16S 
glycanilyticus st 
glycanilyticus Ba 
332450 Bacteria_16S 
huttiense strain 
huttiense Bacteri 
Herbaspirillum. 
332450 Bacteria_16S 


ridia; 


acteria; 


cteria; 


pasteuri Bacteria; 
332450 Bacteria_16S 
lugdunensis strain ATCC 4 
lugdunensis Bacteria; Fir 
332450 Bacteria_16S 
strain ATCC 43959 16S rib 
Bacteria; Firmicutes; Bac 
332450 Bacteria_16S 
delphini strain ATCC 4917 
delphini Bacteria; Firmic 
332450 Bacteria_16S 


Firmic 


ridiales; 


Clostridia; 
2616284 26162167 
16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fa 


Bacteria; 


Clostridia; 
2744460 2744373 7 

osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2778964 2778877 7 
rain DS-1 16S ribosomal RNA, partial s 
Paenib 


2450911 2450843 7 
16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyel 
2452463 24523957 
in KCTC 9740 16S ribosomal RNA, partia 
Firmicutes; 
2453988 2453920 7 
in KCTC 3667 16S ribosomal RNA, partia 
Firmicutes; 
2470638 2470551 7 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2515804 25157367 
somal RNA, partial sequence 2514611 2516064 Calor 
Clostridiaceae; 
2527888 2527820 7 

in S1 16S ribosomal RNA, partial seque 
Clostridiales; 


Clostridiales; 
2642273 26422057 
6S ribosomal RNA, partial sequence 2641027 26425 
eltaproteobacteria; 
2654456 2654357 8 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2681477 2681391 8 
train IDR2-2 16S ribosomal RNA, partia 


Firmicutes; 


2697722 2697623 8 
rain TH13 16S ribosomal RNA, partial s 
Bacill 


Firmicutes; 


2712816 2712730 8 
ibosomal RNA, partial sequence 

Bacillaceae; 
2714257 2714189 7 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhy 
2718850 2718751 8 
strain CPW301 16S ribosomal RNA, parti 
Proteobacteria; 


2740016 2739929 7 
Na82 16S ribosomal RNA, partial sequen 
Thermoanaerobacterale 


Firmicutes; 


2868561 2868462 8 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


2909985 2909886 8 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 
Bacillales; 
2911529 2911430 8 


utes; 
micutes; 
osomal RNA, 


illales; 


utes; 


Bacillales; 


Bacillales; 


73 gi 


73 gi 


73 gi 


93 gi 


73 gi 
Caloramator. 
73 gi 


73 gi 


73 gi 
Desulfobacterales; 
105 gi 


93 gi 
Lactobacillales; 
105 gi 


Bacillales; 
93 gi 
27 
Bacillus. 

73 gi 
27 


105 gi 


93 gi 


93 gi 


93 gi 


Bacillales; 


105 gi 


105 gi 


Staphylococc 
105 gi 


3809 16S ribosomal RNA, partia 
Bacillales; 
2913071 2912972 8 


Staphyloc 
105 gi 
partial sequence 


Staphylococcus. 
2914615 2914516 8 


105 gi 


1 16S ribosomal RNA, partial s 
Bacillales; 
2916158 2916059 8 


Staphylococc 
105 gi 


strain ATCC 35538 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Bac 


illales; 


Staphylococcus. 


Thermoac 


Thermoac 


Peptoc 


Betaproteoba 


2743252 27 


219857419 


la. 
219857418 
1 
ti 
219857417 
1 
ta 
219857403 
ce 24694 
ales; 
219857367 


219857359 
nce 25266 
occaceae; 

219857255 


mily XII. 
219857230 


D 
219857222 


2653267 26546 
yclaceae 


oc 
219857202 
z 
Ca 
219857190 
equence 
aceae; 

219857180 
11598 27129 


219857179 
13036 27145 
gromyxa 
219857176 
al sequenc 
cteria; Bu 


219857161 
ce 27388 
s; Ther 
219857158 
447 
mamonadace 
219857131 
equence 

acillaceae 
219856879 
sequence 

Burkholde 


219856850 
quence 

us. 
219856849 
1 sequence 
occus. 

219856848 
29118 


219856847 
equence 
us 
219856846 
29149 


sequence 
nomyceta 


sequence 


nomyceta 


Ecto 


esulfoba 


sequence 
rnobacte 


Ano 


mod 


ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


ref|NR_025006.1| Seinonella 

2451243 2452743 Seinonella 
ceae; Seinonella. 
ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref |NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref|NR_024955.1 
amator coolhaasi 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


ref|NR_024947.1| Desulfotomaculum 

73 2528174 Desulfotomaculum alkaliphilum 

Desulfotomaculum. 

ref|NR_024886.1| Fusibacter paucivorans 

84 Fusibacter paucivorans Bacteria; 

Incertae Sedis; Fusibacter. 

ref|NR_024858.1| Desulfocella halophila 

73 Desulfocella halophila Bacteria; 

cteraceae; Desulfocella. 

ref|NR_024850.1| Azoarcus communis 

16 Azoarcus communis Bacteria; 

; Azoarcus. 

ref |NR_024830.1 
2680270 268176 

riaceae; Alkalib 

NR_024818.1 

0 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Anoxybacillus 
1 Anoxybacillus 


NR_024808.1| Bacillus vietnamensis 
85 Bacillus vietnamensis Bacteria; 


ref|NR_024807.1| Enhygromyxa salina 
15 Enhygromyxa salina Bacteria; 


ref|NR_024804.1 
e 2717632 271910 
rkholderiales; O 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Thermodesulfobium 
desulfobium narugense 
esulfobiaceae; Thermodesulfobium. 
ref|NR_024786.1| Delftia tsuruhatensis 
07 Delftia tsuruhatensis Bacteria; 
ae; Delftia. 
ref|NR_024759.1 
2777747 277920 
; Paenibacillus. 
ref |NR_024698.1 
2867356 286884 
riales; Oxalobac 


ref|NR_024789.1 
10 2740172 Thermo 


Paenibacillus 
8 Paenibacillus 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


ref|NR_024669.1 


- Staphylococcus 
2908741 291023 


4 Staphylococcus 


ref|NR_024668.1 
2910285 291177 


Staphylococcus 
6 Staphylococcus 


ref |NR_024667.1 
27 2913320 Staphy 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


ref|NR_024666.1 
2913371 291486 


ref|NR_024665.1| Staphylococcus caprae 
14 2916405 Staphylococcus caprae 


332450 Bacteria_16S 
flavithermus stra 
flavithermus Bact 
332450 Bacteria_16S 


strain DSM 3670 1 


6S ribosomal RNA, partial sequence 2999867 30013 


2999525 2999426 8 105 gi|219846924|ref|NR_026516.1| Anoxybacillus 
in DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
3001097 3000998 8 105 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
332450 Bacteria_16S 3014718 3014619 8 105 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 


Proteobacteria; 


strain CreCitl 16 
Proteobacteria; 


mechernichensis s 


mechernichensis B 
332450 Bacteria_16S 
oxalivorans strai 


oxalivorans Bacte 


332450 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


332450 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


332450 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


332450 Bacteria_16S 


agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 
332450 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


332450 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


332450 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


332450 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


332450 Bacteria_16S 


B 
332450 Bacteria_16S 
cylindrosporum st 
cylindrosporum Ba 
332450 Bacteria_16S 


B 
332450 Bacteria_16S 


etaproteobacteria; Burkholderiales; Co: 
3034364 3034296 7 73 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3054172 3054120 42 95 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3061845 3061746 8 105 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3121858 3121759 8 105 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123405 3123306 8 105 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3156590 3156522 7 73 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3221854 3221755 8 105 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3223373 3223274 8 105 gi 
train Wlr3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobac 


11 


en 
ur 


se 
cl 


en 
ri 


se 
te 


3241556 3241488 7 73 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
3246206 3246108 8 
osomal RNA, partial sequence 
riaceae; Listeria. 

3303702 3303603 8 

6S ribosomal RNA, 
lales; 


gi 
Clostridiaceae; Th 
105 gi 


105 gi 
Salinicoccus. 

3317318 33172317 93 
ribosomal RNA, partial sequence 

rochaetales; Spirochaetaceae; 

3350734 3350635 8 


gi 


Spirochaet 


105 gi 


ma. 


uence 
iales; 
iaceae; 


uence 
ria; 


uence 
aceae; 


quence 


ales; 


quence 
ria; 


219846760 
3240430 32418 
ermobrac 
219846757 
3244997 32464 


219846719 
complete sequence 3302462 33040 


219846709 
3316113 33175 


a. 


219846684 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 33510 


Proteobacteria; B 


332450 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


332450 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


332450 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


332450 Bacteria_16S 


chlororespirans s 
chlororespirans B 


332450 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


332450 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


332450 Bacteria_16S 


thermocisternum s 
thermocisternum B 


monadace 
219846900 
eq 
id 
219846886 
3052993 30544 
er 
219846881 
eq 
te 


Cc 


Rho 
219846841 
eq 
Aneur 
219846840 
ce 31221 
inibacil 
219846818 


ostridia 
219846773 
ce 32206 
Ox 
219846772 


Bur 


ae; Acidovorax. 
ref |NR_026492.1 
3033166 303464 
lostridiaceae; Clostridium. 
ref|NR_026478.1| Formivibrio citricus 
82 Formivibrio citricus Bacteria; 
Formivibrio. 
ref |NR_026473.1 
3060645 306213 
docyclales; Rhod 
ref |NR_026433.1 
3120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref|NR_026410.1 
3155325 315690 
les; Peptococcac 
ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref |NR_026364.1 
3222170 322363 
kholderiales; Ox 


Clostridium 
4 Clostridium 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Thermobrachium celere 
celere Bacteria; 


ref |NR_026352.1 
33 Thermobrachium 
hium. 
ref |NR_026349.1 
22 Listeria grayi 


Listeria grayi strain 
Bacteria; Firmicutes; 


Salinicoccus roseus 
roseus Bacteria; 


ref |NR_026311.1 
04 Salinicoccus 


ref|NR_026301.1| Spirochaeta alkalica 
87 Spirochaeta alkalica Bacteria; 


ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 
3552304 35522367 73 gi|219846542|ref|NR_026134.1| Caloramator indicus 
ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 


ridia; Clostridiales; Clostridiaceae; Ca 
3556949 3556850 8 105 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3587231 3587144 7 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3686045 3685958 7 93 gi 
train Co23 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3687553 3687485 7 73 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3689070 3689002 7 73 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Oc 


et. 


se 
ri 


yclaceae 


219846518 
3585997 35874 


hylococc 


219846447 


quence 
diales; 


219846446 
3686364 36878 


219846445 
3687881 36893 


332450 Bacteria_16S 


strain ROO1 16S r 


ibosomal RNA, partial sequence 


3765256 3765188 7 73 gi| 219846388 
train ST90 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Clostridia; Clostridiales; 

3771179 3771080 8 105 gi| 219846384 


loramato 
219846538 
3555718 35572 


ry 

ref|NR_026130.1| Zoogloea ramigera 

47 Zoogloea ramigera Bacteria; 

+ Zoogloea. 

ref|NR_026110.1| Methylomonas fodinarum 

56 Methylomonas fodinarum Bacteria; 

aceae; Methylomonas. 

ref|NR_026038.1| Desulfitobacterium 
3684807 3686313 Desulfitobacterium 

Peptococcaceae; Desulfitobacterium. 

ref|NR_026037.1| Mycoplasma yeatsii 

30 Mycoplasma yeatsii Bacteria; 


ref|NR_026036.1| Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 


ref|NR_025979.1| Desulfotomaculum 
3764125 3765516 Desulfotomaculum 

Peptococcaceae; Desulfotomaculum. 

ref|NR_025975.1| Ralstonia syzygii 


3769978 3771422 Ralstonia syzygii Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 


332450 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 
Geobacter. 
332450 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
332450 Bacteria_16S 
strain 34-P 16S r 
Proteobacteria; B 
332450 Bacteria_16S 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 380763 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alc 
332450 Bacteria_16S 3845452 3845353 8 105 gi|219846332|ref|NR_025922.1 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 38456 

Firmicutes; Bacillales; Staphylococcus. 

332450 Bacteria_16S 3880419 38803517 73 gi|219846309|ref|NR_025899.1 


strain RT4. Bl 16 
Firmicutes; Clost 
332450 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 

332450 Bacteria_16S 
amylolyticus stra 
amylolyticus Bacteria; 
332450 Bacteria_16S 
strain 2761 16S 
Proteobacteria; B 
332450 Bacteria_16S 
strain GS5-97 16S 
Firmicutes; Bacillales; 
332450 Bacteria_16S 
phenolicus strain 
phenolicus Bacteria; 
332450 Bacteria_16S 
tainanensis strain Sl 16 
Bacteria; Proteobacteria 
332450 Bacteria_16S 
strain YJS 16S ribosomal 
Tenericutes; Mollicutes; 
332450 Bacteria_16S 
velocicrescens strain MQ 
velocicrescens Bacteria; 
332450 Bacteria_16S 
strain Tab-4c 16S 
Tenericutes; Mollicutes; 
332450 Bacteria_16S 
strain HYOS-1 16S 
Tenericutes; Mollicutes; 
332450 Bacteria_16S 
strain TN-1 16S 
Tenericutes; Mollicutes; 
332450 Bacteria_16S 
strain TABS-2 16S 
Tenericutes; Mollicutes; 
332450 Bacteria_16S 
strain 23-6 16S ribosoma 
Tenericutes; Mollicutes; 
332450 Bacteria_16S 
strain CUAS-1 16S 
Tenericutes; Mollicutes; 
332450 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Mollicutes; 
332450 Bacteria_16S 
strain EC-1 16S ribosoma 
Tenericutes; Mollicutes; 
332450 Bacteria_16S 


ridia; 


, 


Tenericutes; Mollicutes; 


S ribosomal RNA, 


3892871 3892784 7 
strain DSM 735 16S ribosomal RNA, 
Bacteria; 


Proteobacteria; 


3905080 3904993 7 
in NRRL NRS-290 16S ribosomal RNA, par 
Firmicutes; 
3965047 3964948 8 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 
3994335 3994236 8 
ribosomal RNA, partial sequence 
Bacillaceae; 
4078884 4078816 7 
LR7.2 16S ribosomal RNA, 
Firmicutes; 
4101408 4101356 42 
S ribosomal RNA, 
Betaproteobacteria; Neisseria 
4119610 4119542 7 
RNA, partial sequence 


Entomoplasmatales; 


4136390 4136322 7 
-4 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 
4137956 4137888 7 
ribosomal RNA, partial sequence 


Entomoplasmatales; 


4142652 4142584 7 
ribosomal RNA, partial sequence 


Entomoplasmatales; 


4144218 41441507 
ribosomal RNA, 


Entomoplasmatales; 


4150470 4150402 7 
ribosomal RNA, partial sequence 


Entomoplasmatales; 


4152036 4151968 7 
1 RNA, partial sequence 


Entomoplasmatales; 


4153464 41533967 
ribosomal RNA, partial sequence 


Entomoplasmatales; 


4155029 41549617 
ribosomal RNA, 


Entomoplasmatales; 


4156595 4156527 7 
1 RNA, partial sequence 


Entomoplasmatales; 


4159726 4159658 7 
strain CCH 16S ribosomal RNA, partial sequence 


Entomoplasmatales; 


Clostridia; 


partial sequence 


partial sequence 


3772692 3772624 7 73 gi| 219846383 |ref|NR_025974.1 
train H2 16S ribosomal RNA, partial sequence 3771473 377289 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales 

3775650 3775582 7 73 gi|219846380|ref|NR_025971.1 
in KS-1 16S ribosomal RNA, partial sequence 3774462 377592 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

3795301 3795202 8 105 gi| 219846367 |ref|NR_025958.1 
ibosomal RNA, partial sequence 3794096 37955 


etaproteobacteria; Burkholderiales; Comamonadace 
3807404 3807305 8 


105 gi 


complete sequence 3879197 38807 
Clostridiales; 


Clostridiaceae; Caloramator. 
93 gi|219846300|ref|NR_025890.1 
complete sequence 389163 
Gammaproteobacteria; Oceanospirillale 
93 gi|219846292|ref|NR_025882.1 
tial sequence 390383 
Bacillales; Paenibacillaceae; Paenibacillus. 

105 gi|219846249|ref|NR_025839.1 

3963836 39652 


219846358 


Polaromonas 
NR_025949.1 


ae; 
ref 


Geobacter 
0 Geobacter 
; Geobacteraceae; 

Mycoplasma 
7 Mycoplasma 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Paenibacillus 
4 3905341 Paenibacillus 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Chitinibacter 
ibacter tainanensis 
ibacter. 
Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


iroplasma culicicola Bacteria; 


Spiroplasma corruscae 


iroplasma corruscae Bacteria; 


yclaceae; Rhodocyclus. 
105 gi|219846229|ref|NR_025819.1 
3993148 39945 
Geobacillus. 
73 gi| 219846167 |ref|NR_025757.1 
complete sequence 4077655 407918 
Clostridiales; Peptococcaceae; Crypt 
95 gi|219846152|ref|NR_025742.1 
complete sequence 4100222 4101735 Chitin 
les; Neisseriaceae; Chitin 
73 gi|219846138|ref|NR_025728.1 
4118405 41199 
Entomoplasmataceae; Mesoplasma. 
73 gi|219846123|ref|NR_025713.1 
equence 4135174 413668 
Entomoplasmatales; Spiroplasmat 
73 gi|219846122|ref|NR_025712.1 
4136739 41382 
Spiroplasmataceae; Spiroplasma. 
73 gi|219846119|ref|NR_025709.1 
4141437 41429 
Spiroplasmataceae; Spiroplasma. 
73 gi|219846118|ref|NR_025708.1 
4143001 41445 
Spiroplasmataceae; Spiroplasma. 
73 gi|219846114|ref|NR_025704.1 
4149264 41507 
Spiroplasmataceae; Spiroplasma. 
73 gi|219846113|ref|NR_025703.1 
4150819 41521 
Spiroplasmataceae; Spiroplasma. 
73 gi|219846112|ref|NR_025702.1 
4152247 41537 
Spiroplasmataceae; Spiroplasma. 
73 gi|219846111|ref|NR_025701.1 
4153813 4155327 Sp 
Spiroplasmataceae; Spiroplasma. 
73 gi|219846110|ref|NR_025700.1 
4155378 4156893 Sp 
Spiroplasmataceae; Spiroplasma. 
73 gi|219846108|ref|NR_025698.1 
4158509 4160024 Sp 
Spiroplasmataceae; Spiroplasma. 


Spiroplasma chinense 


iroplasma chinense Bacteria; 


332450 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


332450 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


332450 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; B 


332450 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


332450 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


332450 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


332450 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


332450 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


332450 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


332450 Bacteria_16S 


thermobenzoicum s 


4164323 4164255 7 73 gi|219846105|ref|NR_025695.1 
6S ribosomal RNA, partial sequence 4163118 41646 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4175004 4174936 7 73 gi| 219846097 |ref|NR_025687.1 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 417528 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmata 
4176542 4176443 8 105 gi|219846096|ref|NR_025686.1 
6S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacte 
4178027 4177928 8 105 gi|219846095|ref|NR_025685.1 
LMG 6003 16S ribosomal RNA, partial sequence 4176834 417830 
a; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 
4181157 4181089 7 73 gi|219846092|ref|NR_025682.1 
ribosomal RNA, partial sequence 4179947 41814 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4185660 4185592 7 73 gi|219846086|ref|NR_025676.1 
ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
4188738 4188670 7 73 gi|219846084|ref|NR_025674.1 
6S ribosomal RNA, partial sequence 4187537 41889 
rochaetales; Brachyspiraceae; Brachyspira. 
4194869 4194770 8 105 gi|219846079|ref|NR_025669.1 
6S ribosomal RNA, partial sequence 4193672 41950 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
4197859 4197760 8 105 gi| 219846077 |ref|NR_025667.1 


osomal RNA, partial sequence 

lales; Bacillaceae; Anoxybacillus. 
4231137 4231069 7 73 gi 
ubsp. thermosyntrophicum strain TPO 16 


4196627 41980 


219846048 
S ribosoma 


08 Anoxybacillus 


ref 
1 RN 


NR_025638.1 
A, partial s 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Achromobacter spanius 
spanius Bacteria; 

Es 
Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


332450 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


332450 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


332450 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


ptococcaceae; Desulfotomaculum. 
14687 14620 8 73 gi 
strain B-38 16S ribosomal RNA, partia 


332450 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


332450 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


332450 Bacteria_16S 


strain KB740 16S 


Proteobacteria; B 


332450 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


332450 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


332450 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


332450 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


332450 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


265679054 
1 sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; 

17730 17644 8 93 gi| 265679052 
ibosomal RNA, partial sequence 16478 18031 
bacillales; Lactobacillaceae; Lactobacillus. 

52738 52652 8 93 gi| 265679029 
bosomal RNA, partial sequence 51487 53037 
bacillales; Enterococcaceae; Enterococcus. 

113281 113214 8 73 gi| 265678987 

ribosomal RNA, partial sequence 112043 11359 
eltaproteobacteria; Syntrophobacterales; Syntrop 

114880 114813 8 73 gi| 265678986 
ibosomal RNA, partial sequence 113641 11518 
eltaproteobacteria; Syntrophobacterales; Syntrop 

157517 157431 8 93 gi| 265678958 
ribosomal RNA, partial sequence 156293 15781 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 

201797 201711 8 93 gi| 265678929 
osomal RNA, partial sequence 200572 20203 
ridia; Clostridiales; Clostridiales Family XI. I 

235421 235335 8 93 gi| 265678905 
ribosomal RNA, partial sequence 234235 23583 
etaproteobacteria; Burkholderiales; Burkholderia 

237057 236971 8 93 gi| 265678904 
n A 1 16S ribosomal RNA, partial sequence 23588 
acteria; Betaproteobacteria; Burkholderiales; Bu 

256904 256818 8 93 gi| 265678891 

LB400 16S ribosomal RNA, partial sequence 25570 
acteria; Betaproteobacteria; Burkholderiales; Bu 

274966 274899 8 73 gi| 265678877 
ibosomal RNA, partial sequence 273748 27524 
icutes; Mycoplasmataceae; Mycoplasma. 

284058 283991 8 73 gi| 265678871 
in B54 16S ribosomal RNA, complete sequence 
eria; Proteobacteria; Deltaproteobacteria; Desul 

294727 294660 8 73 gi| 265678864 


332450 Bacteria_16S 


vibrioformis strain 6030 16S ribosomal RNA, partial sequence 


vibrioformis Bact 


eria; Chlorobi; Chlorobia; Chlorobiale 


s; Chlorob 


ref|NR_029362.1 
13461 14981 


Thiotrichales; F 


ref|NR_029360.1 
Lactobacillus 


ref|NR_029337.1 
Enterococcus 
ref|NR_029295.1 


hace 
ref 


ae; Syntroph 
NR_029294.1 


hace 
ref 


ae; Syntroph 
NR_029266.1 
; Az 
ref 


oarcus. 
NR_029237.1 


ncertae Sedis; H 
ref |NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref |NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 
ref|NR_029183.1 


ref|NR_029177.1 
282818 284333 
fobacterales; De 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Lactobacillus perolens 
perolens Bacteria; 


Enterococcus asini 


asini Bacteria; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Burkholderia graminis 


graminis Bacteria; 


ia. 
Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia 
lderia xenovorans 
Burkholderia. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


ref|NR_029170.1 
293547 295005 
iaceae; Prosthec 


Prosthecochloris 
Prosthecochloris 
ochloris. 


332450 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


332450 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


332450 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


332450 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


332450 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


332450 Bacteria_16S 


coryniformis subs 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
468598 468512 8 93 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
508673 508587 8 93 gi 
p- torquens strain 30 16S ribosomal RN. 


gi 


A, 


340676 340590 8 93 gi|265678831|ref|NR_029136.1 
ribosomal RNA, partial sequence 339450 34088 
bacillales; Lactobacillaceae; Pediococcus. 

391709 391623 8 93 gi|265678794|ref|NR_029099.1 
n cf 16S ribosomal RNA, partial sequence 390482 392023 Chitin 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 

425701 425634 8 73 gi|265678771|ref|NR_029076.1 
RNA, partial sequence 424476 425990 Formosa algae Bacteri 
avobacteriales; Flavobacteriaceae; Formosa. 

441174 441107 8 73 gi|265678761|ref|NR_029066.1 


439970 44147 
Entomoplasmataceae; M 
265678739 
467397 46889 
rkholderia 
265678713 


esoplasma. 
ref|NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref|NR_029018.1 


complete sequence 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 

Formosa algae strain 
a; Bacteroidetes; 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Burkholderia terricola 


terricola Bacteria; 


ia. 
Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


332450 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


332450 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


332450 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


332450 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


332450 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


332450 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


332450 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


332450 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


332450 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


332450 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


332450 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


332450 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


332450 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


332450 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


332450 Bacteria_16S 


sapovorans strain 
Bacteria; Firmicu 


332450 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


Lactobacillus. 


332450 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 


uccinus strain AMG-D1 16S ribosomal RNA, 
succinus Bacteria; 


complete sequence 
Firmicutes; Bacillales; 


551349 551263 8 93 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
ain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

589108 589022 8 93 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
ibosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

602564 602497 8 73 gi|265678651|ref|NR_028956.1| Gelidibacter 

2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

611774 611688 8 93 gi|265678644|ref|NR_028949.1| Lactobacillus 
TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

633066 632999 8 73 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 

ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

651486 651400 8 93 gi| 265678617 |ref|NR_028922.1| Aerococcus 
ain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
teria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

686022 685955 8 73 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 

687587 687520 8 73 gi|265678591|ref|NR_028896.1| Desulfosarcina 
80 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 

758022 757936 8 93 gi|265678541|ref|NR_028845.1| Cupriavidus 
n AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

759492 759429 42 105 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
osomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

779524 779457 8 73 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 

799416 799349 8 73 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 

ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

823847 823761 8 93 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
n LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

828468 828401 8 73 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

830044 829977 8 73 gi| 265678493 |ref|NR_028796.1| Selenomonas noxia 

16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

993861 993794 8 73 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 

OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
tes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

996946 996860 8 93 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
bacillales; Carnobacteriaceae; Granulicatella. 

1019633 1019547 8 93 gi| 265678365 |ref|NR_028667.1| Staphylococcus 


1018386 1019933 
Staphylococcus. 


332450 Bacteria_16S 
danicus strain DB 
Bacteria; Firmicutes; 
332450 Bacteria_16S 
desulfuricans str 
desulfuricans Bacteria; 
332450 Bacteria_16S 


1034980 1034913 8 73 
Bacillales; 
1059366 1059299 8 73 
Deferribacteres; 
1104364 1104297 8 73 
strain D2-18 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
332450 Bacteria_16S 1169474 1169391 9 
smaragdinae DSM 1 
11293 Bacteria; Spirochaetes; Spirochaetales; 
332450 Bacteria_16S 1183156 1183089 8 
stercorihominis D 
stercorihominis DSM 17244 Bacteria; Firmicutes; 
332450 Bacteria_16S 1210438 1210371 8 73 
DSM 14365 16S ribosomal RNA, partial sequence 
Bacteria; Proteob 
332450 Bacteria_16S 
strain UR/MT95 16 


92 


73 


1267654 1267568 8 93 
S ribosomal RNA, partial sequence 


gi 
4 16S ribosomal RNA, partial sequence 
Paenibacillaceae; Ane 
gi 
ain SSM1 16S ribosomal RNA, partial se 
Deferribactera 


gi 


11 


Clostridiales Fa 
gi 
1293 16S ribosomal RNA, partial sequen 
Spirochae 
gi 
SM 17244 16S ribosomal RNA, partial se 
Clostri 
gi 
1209193 12106 
acteria; Deltaproteobacteria; Myxococc 
gi 
1266430 12679 


265678355 
10337 
urinibacil 
265678338 
quence 
les; Defer 
265678306 
03152 11046 
mily XIII. 
228719827 
ce 11682 
taceae; Sp 
228717350 
quence 
dia; Clost 
228715350 


ales; Nann 
219846423 


ref|NR_028657.1 
71 1035187 Aneur 
lus group; Aneu 
ref |NR_028640.1 
1058138 10595 
ribacteraceae; 
ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_027585.1 
43 1169775 Spiro 
irochaeta. 
ref|NR_027562.1 
181973 11834 
ridiales; Eubac 
ref|NR_027522.1 


R 


ocys 
ref 


tineae; Hal 
NR_026014.1 


ne 
xr 


7 
D 


Cc 


3 
t 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 

Deferribacter 
3 Deferribacter 
eferribacter. 

Mogibacterium pumilum 
pumilum Bacteria; 

Mogibacterium. 

Spirochaeta 
haeta smaragdinae DSM 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
i 


angiaceae; Haliangium. 
Massilia timonae 


23 Massilia timonae Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

332450 Bacteria_16S 1270769 1270702 8 73 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

332450 Bacteria_16S 1272227 1272160 8 73 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

332450 Bacteria_16S 1284004 1283918 8 93 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

332450 Bacteria_16S 1294707 1294621 8 93 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

332450 Bacteria_16S 1328240 1328154 8 93 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

332450 Bacteria_16S 1338861 1338775 8 93 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 

332450 Bacteria_16S 1360129 1360031 8 104 gi|228720024|ref|NR_027587.1| Burkholderia 
thailandensis strain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; pseudomallei group. 

332450 Bacteria_16S 1373769 1373683 8 93 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

332450 Bacteria_16S 1375325 1375258 8 73 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

332450 Bacteria_16S 1387355 1387269 8 93 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 
strain STM815 16S ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

332450 Bacteria_16S 1388870 1388784 8 93 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

332450 Bacteria_16S 1405253 1405186 8 73 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

332450 Bacteria_16S 1418842 1418756 8 93 gi|224581446|ref|NR_027228.1| Helcococcus ovis 
strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 1419055 Helcococcus ovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

332450 Bacteria_16S 1424963 1424877 8 93 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

332450 Bacteria_16S 1434277 1434191 8 93 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

332450 Bacteria_16S 1438906 1438820 8 93 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 


strain S2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


1437684 1439179 Thauera aminoaromatica Bacteria; 


Rhodocyclaceae; 


Thauera. 


332450 Bacteria_16S 
neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 
332450 Bacteria_16S 


1448150 1448083 8 73 gi 
P9a-h 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Clostr 


224581422 
nce 1 
idiale 


1464620 1464553 8 73 
strain HM-7 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 
332450 Bacteria_16S 1466143 1466057 8 93 gi| 224581409 
strain U120 16S ribosomal RNA, partial sequence 1464924 1 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocycla 
332450 Bacteria_16S 1469153 1469067 8 93 gi| 224581407 
strain DhA-35 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
332450 Bacteria_16S 1479798 1479712 8 93 gi 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, compl 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphyl 
332450 Bacteria_16S 1508360 1508297 42 105 gi 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, co 
elongata subsp. elongata Bacteria; Proteobacteria; Beta 
Neisseria. 
332450 Bacteria_16S 1517389 1517322 8 73 gi 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteoba 
Desulfotignum. 
332450 Bacteria_16S 


gi| 224581410 
1463419 1 


Rhod 
219878381 
et 
ococcus. 

219846303 
mp 
pr 


219873435 
sequence 
cteria; 


1562764 1562697 8 73 gi 
kestanbolensis strain K4 16S ribosomal RNA, partial seq 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacill 
332450 Bacteria_16S 1687414 1687328 8 93 gi 
margaritifer strain N2-214 16S ribosomal RNA, partial s 
margaritifer Bacteria; Proteobacteria; Betaproteobacter 
Tepidiphilus. 
332450 Bacteria_16S 1715046 1714979 8 73 gi 
faecium strain DSM 11690 16S ribosomal RNA, partial seq 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphin 
Sphingobacterium. 
332450 Bacteria_16S 1742483 1742416 8 73 gi 
thomasii strain DSM 11806 16S ribosomal RNA, partial se 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; 
Anaerobiospirillum. 
332450 Bacteria_16S 1830549 1830463 8 93 gi 
limicola strain GolChil 16S ribosomal RNA, complete seq 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rh 
332450 Bacteria_16S 1873226 1873159 8 73 gi|219878286 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 18734 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
332450 Bacteria_16S 1888673 1888606 8 73 gi| 219878273 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 

schindleri Bacteria; Proteobacteria; Gammaproteobacteria; 
332450 Bacteria_16S 1896390 1896323 8 73 gi| 219878267 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 18966 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
332450 Bacteria_16S 1899475 1899389 8 93 gi| 219878264 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
332450 Bacteria_16S 1912547 1912480 8 73 gi| 219878255 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 19128 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 
332450 Bacteria_16S 1927924 1927838 8 93 gi| 219878243 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 19282 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 
332450 Bacteria_16S 1965972 1965886 8 93 gi| 219878218 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; 
Alcaligenes. 
332450 Bacteria_16S 


219846143 
uence 
aceae; 
219878417 
equence 
Lay 


’ 


219878398 
uence 


go. 


219878379 
quence 


219878316 
uence 


1976453 1976386 8 73 gi 
phenolica strain PhOl 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
332450 Bacteria_16S 2088272 2088186 8 93 gi 
thermolithotrophum strain BSA 16S ribosomal RNA, partia 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobac 
332450 Bacteria_16S 2142759 2142692 8 73 gi| 219857640 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 

skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacter 


219878211 
ce 19752 
acterales; 
219878131 
1 sequence 


4469 
s Fa 


4648 


4664 


ceae 


1467942 14694 
ocyclaceae 


e sequen 


lete seq 


oteobact 


De 


Ano 


Hydrog 


bacteria 


Aeromonad 


odocycla 


axellace 


Pseudomonad 


esulfoba 


ligenace 


thomonad 


ref |NR_027203.1 
32 1448409 Mogib 
mily XIII. Ince 


ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 


ref |NR_027190.1 


; Az 
ref 


oarcus. 
NR_027188.1 
; Zoogloea. 
ref|NR_025520.1 
ce 1478573 148010 


ref 
uenc 
eria 


NR_025893.1 
e 150715 
Neisserial 


’ 


ref|NR_025194.1 

1516159 151759 
sulfobacterales; 
ref|NR_025733.1 

1561538 156291 
xybacillus. 
ref|NR_025556.1 
1686206 168766 
enophilales; Hyd 


ref |NR_025537.1 
1713828 171532 
les; Sphingobact 


ref|NR_025518.1 
1741287 174278 
ales; Succinivib 


, 


ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref |NR_025412.1 

1887472 188893 
ales; Moraxe 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref |NR_025394.1 
21 Ureibacillus 
ref |NR_025382.1 
aceae; Ignatzsch 
ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref |NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 


a 
r 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Anoxybacillus 
3 Anoxybacillus 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Acinetobacter parvus 
parvus Bacteria; 

a 

Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Brackiella oedipodis 
ella oedipodis Bacteria; 


Ureibacillus terrenus 


terrenus Bacteria; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 

Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


, 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 
Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 


ref|NR_025229.1 
2141553 214301 
iales; Flavobact 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 


332450 Bacteria_16S 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; 
332450 Bacteria_16S 


acetigenes strain 
Bacteria; 
Sporanaerobacter. 


332450 Bacteria_16S 


strain ICPB 3636 


Firmicutes; 


2230577 2230514 42 


Proteobacteria; 
2254971 2254904 8 


Clostridia; 


2265812 2265749 42 


2267374 2267307 8 


105 


Betaproteobacteria; 


73 


Lup33 16S ribosomal RNA, partial sequence 22537 
Clostridiales; 


105 
16S ribosomal RNA, partial sequence 2264632 22660 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
332450 Bacteria_16S 


73 


strain SK-1 16S ribosomal RNA, partial sequence 


Firmicutes; 


strain DSM 11853 


strain KF46F 16S 


strain IPT10 16S 


strain LMG 16225 


caledonica strain 


Bacillales; 
332450 Bacteria_16S 


Bacillaceae; 
2275030 2274944 8 


2305152 2305089 42 


2330919 2330833 8 


2385452 2385366 8 


2386976 2386890 8 


2437174 2437088 8 


2478008 2477941 8 


Geobacillus. 


93 


16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
332450 Bacteria_16S 105 
ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


332450 Bacteria_16S 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
332450 Bacteria_16S 


93 


16S ribosomal RNA, partial sequence 2384259 23857 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
332450 Bacteria_16S 
LMG 19076 16S ribosomal RNA, partial 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; 
332450 Bacteria_16S 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 24374 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
332450 Bacteria_16S 


93 


93 


73 


strain 3T 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
332450 Bacteria_16S 


2487041 2486974 8 


73 


strain PG13 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
332450 Bacteria_16S 


strain 3CB-1 16S 


2499040 2498954 8 


2500577 2500491 8 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
332450 Bacteria_16S 


93 


strain MF63 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; 
332450 Bacteria_16S 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 25327 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
332450 Bacteria_16S 


2532471 2532385 8 


2559317 2559250 8 


93 


73 


strain SR12 16S ribosomal RNA, partial sequence 


Firmicutes; 


strain ATCC 43198 
Firmicutes; 


Clostridia; 
332450 Bacteria_16S 


Clostridiales; 
2591611 2591544 8 


Enterococcaceae; 
2619389 2619303 8 


Eubacteriaceae; 


73 


16S ribosomal RNA, partial sequence 
Lactobacillales; 
332450 Bacteria_16S 


Enterococcus. 


93 


strain CKB 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
332450 Bacteria_16S 
intermedia strain S1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
332450 Bacteria_16S 


pelophilus strain 


strain BS5-8 16S 


6a3 16S ribosomal 
Betaproteobacteria; 


332450 Bacteria_16S 


2645348 2645285 42 


2646933 2646847 8 


2649938 2649852 8 


2651441 2651355 8 


RNA, partial sequence 
Rhodocyclales; 


2673865 2673779 8 


105 


93 


asp 66 16S ribosomal RNA, partial sequence 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 
332450 Bacteria_16S 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
332450 Bacteria_16S 


93 
265 


93 


manihotivorans strain OND 32 16S ribosomal RNA, 


manihotivorans Bacteria; 
332450 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


Firmicutes; 
2723399 2723332 8 


73 


gi| 219857579 


gi|219857563 


Clostridiales Family 


gi|219857556 


gi|219857555 
2266147 22676 


gi|219857550 


gi| 219857526 
2303983 23054 


gi| 219857509 
2329695 23312 


gi|219857470 


219857469 
sequence 

Burkhold 
219857430 


gi 


gi 


gi| 219857398 
2476824 24782 


gi| 219857392 
2485849 24873 


gi| 219857384 
2497830 24993 
Rhodocyclaceae 
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Neisseriales; 


Laribacter 

2229404 2230862 Laribacter 
Neisseriaceae; Laribacter. 
ref i Sporanaerobacter 

47 2255269 Sporanaerobacter acetigenes 
XI. Incertae Sedis; 


ref|NR_025144.1| Simonsiella muelleri 
96 Simonsiella muelleri Bacteria; 
Simonsiella. 
ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 
ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 
ae; Xenophilus. 
ref|NR_025097.1| Burkholderia sacchari 
17 Burkholderia sacchari Bacteria; 
ceae; Burkholderia. 
ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 

2385781 2387256 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 

; Thauera. 
ref|NR_024970.1| Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 

; Azoarcus. 
ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 
Cupriavidus. 

ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 


Eubacterium. 
gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
2590379 2591887 Enterococcus cecorum Bacteria; 


gi| 219857253 
2618180 26196 
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26441 


gi 
gi| 219857227 


Rhodocyc 
gi| 219857225 
2648722 26501 


gi| 219857224 


0247 2651682 Azospira 
Rhodocyclaceae; Azospira. 


gi| 219857207 
complete sequence 


Lactobacillales; Lactobacillaceae; 


ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024856.1 
82 2645662 Hydro 


Dechloromonas agitata 
agitata Bacteria; 


Hydrogenophaga 
enophaga intermedia 


g 
Comamonadaceae; Hydrogenophaga. 


ref|NR_024855.1| Propionivibrio 
2645713 2647197 Propionivibrio 
lales; Rhodocyclaceae; Propionivibrio. 
ref|NR_024853.1| Azonexus fungiphilus 
96 Azonexus fungiphilus Bacteria; 
; Azonexus. 
ref|NR_024852.1| Azospira oryzae strain 
oryzae Bacteria; Proteobacteria; 


ref |NR_024835.1| Lactobacillus 
2672606 2674164 Lactobacillus 
Lactobacillus. 


gi| 219857173 


ref|NR_024801.1| Alicyclobacillus 


2722161 2723688 Alicyclobacillus pomorum 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


332450 Bacteria_16S 2731085 2731018 8 73 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 


strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 
332450 Bacteria_16S 2759288 2759221 8 73 gi|219857147|ref|NR_024775.1| Reichenbachiella 


agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 
332450 Bacteria_16S 2811983 2811916 8 73 gi|219857109|ref|NR_024737.1| Tenacibaculum 
amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 2810779 2812222 Tenacibaculum 
amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
332450 Bacteria_16S 2813477 2813410 8 73 gi|219857108|ref|NR_024736.1| Tenacibaculum 
mesophilum strain MBIC1140 16S ribosomal RNA, partial sequence 2812273 2813716 Tenacibaculum 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
332450 Bacteria_16S 2836210 2836124 8 93 gi|219856900|ref|NR_024721.1| Burkholderia 
kururiensis strain KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


332450 Bacteria_16S 2846884 2846817 8 73 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

332450 Bacteria_16S 2908439 2908353 8 93 gi|219856851|ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

332450 Bacteria_16S 2917700 2917614 8 93 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

332450 Bacteria_16S 2964457 2964390 8 73 gi|219856814|ref|NR_024633.1| Streptococcus canis 


strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


332450 Bacteria_16S 3008664 3008578 8 93 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

332450 Bacteria_16S 3017793 3017726 8 73 gi|219846912|ref|NR_026504.1| Orenia salinaria 


strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
332450 Bacteria_16S 3055754 3055668 8 93 gi|219846885|ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 
332450 Bacteria_16S 3057267 3057200 8 73 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 


332450 Bacteria_16S 3060304 3060218 8 93 gi|219846882|ref|NR_026474.1| Thauera selenatis 
strain AX39 16S ribosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

332450 Bacteria_16S 3075143 3075057 8 93 gi|219846872|ref|NR_026464.1| Ferribacterium 


limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 

332450 Bacteria_16S 3078196 3078110 8 93 gi|219846870|ref|NR_026462.1| Burkholderia 
caribensis strain MWAP64 16S ribosomal RNA, partial sequence 3076975 3078406 Burkholderia 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
332450 Bacteria_16S 3079692 3079625 8 73 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

332450 Bacteria_16S 3081268 3081201 8 73 gi|219846868|ref|NR_026460.1| Desulfurella 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

332450 Bacteria_16S 3082844 3082777 8 73 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 
332450 Bacteria_16S 3096316 3096230 8 93 gi|219846858|ref|NR_026450.1| Ruminobacter 
amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; Ruminobacter. 
332450 Bacteria_16S 3112732 3112665 8 73 gi|219846847|ref|NR_026439.1| Desulfobacter 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 


332450 Bacteria_16S 3114268 3114182 8 93 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
strain DSM 12081 16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

332450 Bacteria_16S 3130886 3130819 8 73 gi|219846835|ref|NR_026427.1| Halanaerobacter 


w 


salinarius strain SG3903 16S ribosomal RNA, partial sequence 129667 3131049 Halanaerobacter 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
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NR_029118.1 
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5 
i 


Oxal 
4 
mily XI. 
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Quatrionicoccus 
Quatrionicoccus 
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Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


lanctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 
784135 784034 6 105 gi|265678523|ref|NR_028827.1| Shuttleworthia 
PI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 
864923 864834 7 95 gi| 265678469 |ref|NR_028772.1| Muricauda 
rain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
cteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
879777 879696 9 89 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
storis strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 
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Prochlorococcus. 
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ES-3 16S ribosomal RNA, partial sequen 
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ce 
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98009 
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9 981569 Sulfu 
c 


NR_028692.1 
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332450 Bacteria_16S 
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332450 Bacteria_16S 
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Hydrogenophilus. 
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332450 Bacteria_16S 
strain KMM 3949 1 
Bacteroidetes; Fl 
332450 Bacteria_16S 
strain KMM 3947 1 
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332450 Bacteria_16S 
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sedimenticola Bac 
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strain KMM 3941 1 
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332450 Bacteria_16S 
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Desulfovibrio. 
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thiozymogenes Bac 
Desulfocapsa. 
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332450 Bacteria_16S 
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Bacteria; Firmicutes; 
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ridia; Clostridiales; Lachnospiraceae; 
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teria; 
rain TH-1 16S ribosomal RNA, partial s 
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n Gottingen 1488-6 16S ribosomal RNA, 


ria; Proteobacteria; Betaproteobacteri 


6S ribosomal RNA, partial sequence 4088431 40 
Flavobacteriales; 


6S ribosomal RNA, partial sequence 4089922 40 
Flavobacteriales; 


ain KMM 3903 16S ribosomal RNA, partia 
teria; 


6S ribosomal RNA, partial sequence 4092900 40943 
avobacteria; 


ain Bra2 16S ribosomal RNA, partial se 
teria; 


um strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; 
rales; Thermoanaerobacterales Family I 
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BI 114 16S ribosomal RNA, partial sequ 
Clostridiales; 


train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 


MV1087 16S ribosomal RNA, partial sequ 


in NZva20 16S ribosomal RNA, partial s 


22207 15236 


II. Incert 
265678694 


tiliaceae; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 


84 1399529 Gemma 
Gemmatimonas. 


Firmicutes; 
ae S 
ref 
2 Caminibacter 
Caminibacter. 


NR_027529.1 


NR_025131.1 


edis; 
NR_028999.1 


t 


Clostridia; 
Thermo 


Gemmatimonas 
imonas aurantiaca T-27 


Treponema parvum 


91 Treponema parvum Bacteria; 


92 gi| 219878467 |ref|NR_025606.1| Helcococcus sueciensis 
1613259 1614770 Helcococcus sueciensis 
Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
93 gi|219878461|ref|NR_025600.1| Sutterella 
equence 1622384 1623838 Sutterella 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella. 
105 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
equence 2918000 2919460 Hydrogenophilus 
Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
93 gi|219846304|ref|NR_025894.1| Vitreoscilla 
partial sequence 3887024 3888512 Vitreoscilla 
a; Neisseriales; Neisseriaceae; Vitreoscilla. 
95 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 
89871 Maribacter aquivivus Bacteria; 
Flavobacteriaceae; Maribacter. 
95 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
91360 Maribacter orientalis Bacteria; 
Flavobacteriaceae; Maribacter. 
95 gi|219846158|ref|NR_025748.1| Maribacter 
1 sequence 4091411 4092849 Maribacter 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
95 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
37 Arenibacter certesii Bacteria; 
Flavobacteriaceae; Arenibacter. 

73 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
complete sequence 10342 11910 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

102 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
59080 60579 Xanthomonas theicola Bacteria; 
anthomonadaceae; Xanthomonas. 
73 gi| 265679001 |ref|NR_029309.1| Geovibrio 
complete sequence 92051 93594  Geovibrio 
Deferribacterales; Deferribacteraceae; Geovibrio. 
105 gi|265678998|ref|NR_029306.1| Desulfocapsa 
quence 96815 98277 Desulfocapsa 
Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
73 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Clostridiaceae; Clostridium. 
73 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
artial sequence 269183 270620 


anaerobacterium. 
Caminibacter profundus 


profundus Bacteria; 


73 gi|265678692|ref|NR_028997.1| Subdoligranulum 
ence 539384 540811 Subdoligranulum variabile 
Ruminococcaceae; Subdoligranulum. 
73 gi| 265678638 |ref|NR_028943.1| Caminibacter 
1 sequence 619766 621178 Caminibacter 
bacteria; Nautiliales; Nautiliaceae; Caminibacter. 
105 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
ence 653163 654605 Caloranaerobacter azorensis 
idiales; Clostridiaceae; Caloranaerobacter. 
73 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
657665 659120 Anaerostipes caccae Bacteria; 
Anaerostipes. 
105 gi|265678590|ref|NR_028895.1| Desulfobacterium 
equence 687908 689408 Desulfobacterium 
Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 
73 gi| 265678578 |ref|NR_028883.1| Dorea longicatena 


705889 707204 Dorea longicatena Bacteria; 


332450 Bacteria_16S 846782 846713 6 73 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 


strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 849687 849618 7 73 gi|265678480|ref|NR_028783.1| Klebsiella 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 


singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 
332450 Bacteria_16S 907386 907286 7 105 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 


332450 Bacteria_16S 932110 932041 6 73 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
332450 Bacteria_16S 1009042 1008942 7 105 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 
strain T7 16S ribosomal RNA, partial sequence 1007814 1009265 Bacillus edaphicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

332450 Bacteria_16S 1125713 1125644 6 73 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 


strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 


332450 Bacteria_16S 1149879 1149810 6 73 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

332450 Bacteria_16S 1249677 1249608 6 73 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

332450 Bacteria_16S 1303671 1303602 6 73 gi|219846514|ref|NR_026106.1| Eubacterium 


cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


332450 Bacteria_16S 1358664 1358597 8 73 gi|228720055|ref|NR_027588.1| Fusobacterium 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
gonidiaformans ATCC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
332450 Bacteria_16S 1384323 1384254 6 73 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

332450 Bacteria_16S 1409741 1409672 6 73 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 


strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


332450 Bacteria_16S 1491963 1491894 6 73 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 1518846 1518777 6 73 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

332450 Bacteria_16S 1520359 1520290 6 73 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

332450 Bacteria_16S 1670866 1670797 6 73 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 1734819 1734750 6 73 gi| 219878385 |ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
332450 Bacteria_16S 1778781 1778681 7 105 gi|219878351|ref|NR_025490.1| Paenibacillus 


agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
332450 Bacteria_16S 1818397 1818328 6 73 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 

Sporocytophaga. 


332450 Bacteria_16S 1968986 1968921 7 70 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

332450 Bacteria_16S 2224461 2224373 8 95 gi|219857583|ref|NR_025171.1| Thermodesulfatator 


indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 


332450 Bacteria_16S 2250408 2250320 6 93 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

332450 Bacteria_16S 2251933 2251845 6 93 gi| 219857565 |ref|NR_025153.1]| Fructobacillus 


ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 
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tridiales; C 
ref 


ibri 
ref 
2794179 27955 
lostridiaceae; 
ref 
2822817 28243 
ogenobacter. 
ref 
2848765 28502 
olderiales; 
ref 
2995219 29967 
ydrogenobacter. 
ref 
ridi 


Desulfov onaceae; 
quence 
iales; C 
nce 
ae; Hydr 
equence 
a; Burkh 


equence 
aceae; H 
um indolis 
ref 


ibri 
ref 
3087607 30890 
Clostridiaceae; 
ref 
3110031 31114 
Pep 
ref 
3156952 31584 
ospiraceae. 
ref 


Desulfov onaceae; 
sequence 
diales; 


uence 
idiales; 


uence 
s; Lachn 


eae; 
ref 
ce 32963 
iraceae; Pse 


ref 


udobutyrivi 
sequence 3297885 32993 
ridiales; Blautia. 
ref 
ia schinkii Bac 
ref 
e 3598328 35998 
lostridiaceae; 
ref 
3618078 36194 
iaceae; Fusobac 
ref 
sequ 
S; F 
ref 
3677295 36788 
ibacteraceae; D 
ref 
3880766 38822 
rales; Thermoan 


sequenc 
iales; C 


quence 
sobacter 


ence 36208 
usobacteria 


partial 
cteriale 


nce 
Deferr 


’ 


ence 
erobacte 


219846251 


ref 


2428395 24298 
Des 


2571864 25733 
lostridiace 
NR_024887.1 
09 Desulfovibrio 
De 
NR_024748.1 


NR_024710.1 
Coma: 
NR_026518.1 


NR_026493.1 


NR_026486.1 
95 Desulfovibrio 
Des 
NR_026455.1 


NR_026440.1 
tococcaceae; 


NR_026409.1 


NR_026367.1 
04 Thermonema rossianum Bacteria; 
Thermonema. 
NR_026315.1 
73 3297834 Pseud 
NR_026314.1 
NR_026312.1 
NR_026100.1 
NR_026085.1 
NR_026083.1 


NR_026043.1 


NR_025898.1 


NR_025841.1 


£ 
u 


7 
a 


s 


7 


1 


6 


3 


B 


9 


6 


4 


O°. 
b 


4 


+t 


2 
€ 


0 
t 


4 
c 


4 
e 


8 
a 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
1fotomaculum. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Clostridium 
7 Clostridium 
e; Clostridium. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 
NR_024729.1 


Hydrogenobacter 
3 Hydrogenobacter 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Hydrogenobacter 
2 Hydrogenobacter 


Clostridium indolis 
acteria; Firmicutes; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Natronincola 
0 Natronincola 
Natronincola. 

Sporotomaculum 
6 Sporotomaculum 

Sporotomaculum. 

Desulfotomaculum 
6 Desulfotomaculum 


Thermonema rossianum 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 

2 Blautia 


Blautia schinkii 
eria; Firmicutes; 


Clostridium 

6 Clostridium 
lostridium. 
Fusobacterium 

8 Fusobacterium 
erium. 
Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Deferribacter 

5 Deferribacter 
ferribacter. 
Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Rubrivivax gelatinosus 


strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 


332450 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


332450 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


332450 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


332450 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


332450 Bacteria_16S 


phaeovibrioides s 
phaeovibrioides B 
Chlorobium. 


332450 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


332450 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


332450 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


332450 Bacteria_16S 


strain Illinois 1 


strain ATCC 27760 
Bacteria; Firmicu 


332450 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


332450 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


332450 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


332450 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


332450 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


332450 Bacteria_16S 


thermohalophila s 
thermohalophila B 


332450 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


332450 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


332450 Bacteria_16S 


vladivostokensis 
vladivostokensis 
Vitellibacter. 


332450 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


332450 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


332450 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


332450 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


3988401 3988332 8 75 gi 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4088144 4088056 8 95 
avobacteria; Flavobacteriales; Flavobact 
25480 25412 7 73 gi 
rain R2 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
34629 34561 7 73 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
75453 75385 7 73 gi 
train 2631 16S ribosomal RNA, partial 

acteria; Chlorobi; Chlorobia; Chlorobi 


ue 
id 


ob 


se 
al 


152841 152773 7 73 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
204915 204816 8 105 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
244952 244884 7 73 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
306838 306770 7 73 gi 


ce 
id 
se 


ty 


M 


pl 


309936 309868 7 73 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Rumino 
348174 348106 7 73 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
408669 408582 7 93 gi 
in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 
433443 433356 7 93 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
520747 520679 7 73 gi 
R-9192 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
522274 522206 7 73 gi 
n R-9106 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
592068 591981 7 93 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
858769 858701 7 73 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
866404 866336 7 73 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


co 
ia 
il 
ue 


ob 


en 
ni 


en 
S; 


qu 
VO. 


s 
ac 


ce 
ib 
se 


ct 


1072872 1072804 7 73 gi 
strain KMM 3516 16S ribosomal RNA, par 
Bacteria; Bacteroidetes; Flavobacteria 


t2 


’ 


1124208 1124121 7 93 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1164971 1164904 8 73 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1178609 1178541 7 73 gi 
osomal RNA, partial sequence 
aetes; Spirochaetales; Brachyspiraceae 
1184647 1184579 7 73 gi 
7241 16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 


gi 


il 


ne 


, 


219846233 
6S ribosomal RNA, partial sequence 3987206 39886 


219846161 
6S ribosomal RNA, partial sequence 4086933 40883 
265679047 


265679041 


265679014 


265678961 
265678927 
265678899 


243690 24511 


265678856 
6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
332450 Bacteria_16S 


265678854 


265678826 


265678783 


265678766 


265678705 


265678704 


265678658 


265678473 


265678468 


265678329 


224581425 
1122944 11244 


228720 
1163739 11652 


228718 
1177428 11788 


228717 


ref |NR_025823.1 


La Aq 
ref 


uimarina. 
NR_025751.1 


eriaceae 


; Maribacter. 
ref |NR_029355.1 
24277 25711 
lostridiaceae; C 
ref |NR_029349.1 
34786 Atopob 
ae; Coriobacteri 
ref |NR_029322.1 
74295 75601 
robiaceae; Chlor 


eriaceae 


nce 


iales; C 


33436 
acterine 


quence 
es; Chlo 


ref |NR_029269.1 
7 153137 Clostr 
Clostridium. 
ref |NR_029235.1 
203662 205201 
ae; Dictyoglomus 
ref |NR_029207.1 


15161 
iaceae; 


quence 
oglomace 


egasphaera. 
ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029160.1 
4 310144 Rumino 
Ruminococcus. 
ref|NR_029131.1 
ce 346943 348361 
Brevibacillus. 
ref|NR_029088.1 

407444 408915 
eae; Thermovibri 
ref|NR_029071.1 
6 433742 Paenib 
ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref |NR_028963.1 

590846 592357 
es; Marinilabiac 
ref|NR_028776.1 

857526 859025 Desulf 
rionales; Desulfovibrion 
ref|NR_028771.1 

865186 866674 
mpylobacterales; 


asmatace 


30877 
ccaceae; 


1 sequen 
laceae; 


nce 
acteriac 


ce 43219 
bacillus 


ce 51954 
Flavoba 


ence 
bacteria 


equence 
teroidal 


quence 
eria; Ca 
ref 
nce 
teri 


NR_028631.1 
107168 
Flavob 


al seque 
Flavobac ales; 
ref|NR_027206.1 
63 Lactobacillus 
lus. 
667|ref|NR_027596.1 
Mit 
ref 


suokella. 
NR_027570.1 


llaceae; 
030 


Brachyspira. 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Clostridium 

Clostridium 
lostridium. 

Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 

Chlorobium 

Chlorobium 
obium/Pelodictyon group; 


Clostridium 
idium propionicum 


Dictyoglomus 
Dictyoglomus 


Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Neorickettsia risticii 
risticii Bacteria; 
a. 

Ruminococcus callidus 
coccus callidus 


Brevibacillus 
Brevibacillus 


Thermovibrio 
Thermovibrio 
oO. 
Paenibacillus 
acillus favisporus 


Flavobacterium 
acterium micromati 
obacterium. 

Flavobacterium 

Flavobacterium 
iaceae; Flavobacterium. 

Anaerophaga 

Anaerophaga 
eae; Anaerophaga. 

Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 

Sulfurospirillum 

Sulfurospirillum 

Campylobacteraceae; 


Vitellibacter 
7 1073086 Vitellibacter 


acteriaceae; 


Lactobacillus antri 
antri Bacteria; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


037|ref|NR_027558.1 
1183485 1184849 Anaero 


Anaerotruncus 
truncus colihominis DSM 


Ruminococcaceae; Anaerotruncus. 


332450 Bacteria_ 


saccharolyticum s 
1498218 Ha 


Halanaerobiales; 


332450 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacter 
332450 Bacteria_16S 
frigoris strain R 
Bactero 
332450 Bacteria_16S 
strain 525 16S ri 
E 


Bacteria; 


Proteobacteria; 


Bacteria; 


strain LMG 18419 
Firmicutes; Bacil 


332450 Bacteria_16S 
burkinensis strai 
burkinensis Bacte 
332450 Bacteria_16S 
train AIP 412.00 16S ribosomal RNA, pa 
Clostridia; 


micronuciformis s 
micronuciformis B 


332450 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


332450 Bacteria_16S 


xinjiangense stra 
xinjiangense Bact 


332450 Bacteria_16S 
viridans strain M 


Bacteria; Firmicu 


332450 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


strain 852 16S ri 
Tenericutes; Moll 


strain K24 16S ri 
Proteobacteria; B 


strain MH5408 16S 
Tenericutes; Moll 


strain G122 16S r 
Tenericutes; Moll 


viterbiensis stra 
viterbiensis Bact 


332450 Bacteria_16S 
ain QSSC9-3 16S ribosomal RNA, partial 


sublithincola str 
sublithincola Bac 


332450 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


332450 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


332450 Bacteria_16S 
rain DSM 3853 16S ribosomal RNA, parti 


acidaminophila st 
acidaminophila Ba 


332450 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


332450 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


16S 
ubsp. 


1497930 1497897 40 


Halanaerobiaceae; 
1505404 1505336 7 
ia; Firmicutes; 

1628100 1628032 7 
idetes; Flavobacteria; 
1769744 1769676 7 


1915595 1915508 7 
tes; Bacillales; 
1943069 1942982 7 
lales; Paenibacillaceae; 
2049982 2049914 7 

ria; Firmicutes; 
2141285 21412177 
; Firmicutes; 
2180618 2180550 7 
AS 1.27 
a; Bacteroidetes; 
2182134 2182066 7 
in as 1 
eria; Bacteroidetes; 
2186723 2186641 11 


acteria 


tes; Lactobacillales; 


2207918 2207850 7 


2281147 2281079 7 


2308283 2308184 8 


2371826 2371758 7 


2380879 2380811 7 


2406719 2406651 7 
eria; Firmicutes; 
2423756 2423688 7 
teria; Bacteroidetes; 
2548616 2548530 7 
tes; Clostridia; 
2560839 25607717 


nergistia; Synergistales; 
2566993 2566925 7 

cteria; Firmicutes; 
2599312 2599244 7 


332450 Bacteria_16S 
limicola strain ST-82 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; Bactero 


idetes; Flavobacteria; 


73 


saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. 
Halanaerobium. 


73 


164-47 16S ribosomal RNA, partial seq 
Clostridia; 


cl 
73 


-9014 16S ribosomal RNA, partial seque 
Flavobacteriale 


73 


bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
332450 Bacteria_16S 
azoreducens strai 
Firmicu 
332450 Bacteria_16S 


93 


n CM1 16S ribosomal RNA, partial seque 
Paenibacillaceae; 


93 


16S ribosomal RNA, partial sequence 1941853 19433 


Paeni 
73 


n DSM 6283 16S ribosomal RNA, partial 
Clostridia; 


Cc 
73 


73 


47 16S ribosomal RNA, partial s 
Flavobacteria; 


73 


-2749 16S ribosomal RNA, partia 
Flavobacteria; 


93 


PL-11 16S ribosomal RNA, partial seque 
Carnobacteriacea 


73 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
332450 Bacteria_16S 


73 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
332450 Bacteria_16S 


10 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
332450 Bacteria_16S 


73 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
332450 Bacteria_16S 


73 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
332450 Bacteria_16S 
in JW/MS-VS5 16S ribosomal RNA, partia 
Clostridia; 


10 16S ribosomal RNA, partial sequence 
Clostridiales; 


ribosomal RNA, partial sequence 


Clostridia; 


16S ribosomal RNA, partial sequence 2598095 25994 


219846665 
16 
ch 


gi 


saccharolytic 
219846440 
uence 

les; Eubac 
219878458 
nce 16269 
S; 
gi| 219878358 
1768558 17700 
tiliaceae; 
219878252 
nce 19143 
nibacillus 
219878233 


gi 


ostridia 
gi 


gi 


Pae 
gi 


bacillus. 
gi| 219878159 
sequence 
ales; Veil 
219857641 
rtial sequ 
ridiales; 
219857613 
equence 
bacteriale 
219857612 
1 sequence 
avobacteri 
219857608 
nce 21855 
e; Carnoba 
gi|219857594 
2206719 22081 


lostridi 
gi 


Clost 
gi 


Flavo 
gi 


Fl 
gi 


gi| 219857546 

2279959 22814 
5 gi| 219857524 
2307079 23085 
caligenace 
gi| 219857479 
2370638 23720 


gi| 219857473 
2379691 23811 


S riboso 


Flavoba 


Halanaerobium 
e sequence 
micutes; 


NR_026257.1 
RNA, complet 
acteria; Fir 


1496733 
Clostridia; 


ref|NR_026031.1 
1504208 150555 
teriaceae; Eubac 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flavobacterium. 
ref|NR_025497.1| Nautilia lithotrophica 
21 Nautilia lithotrophica Bacteria; 
Nautilia. 
ref |NR_025391.1 
61 1915860 Paenib 
ref|NR_025372.1 
47 Paenibacillus 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Flavobacterium 
acterium frigoris 


Paenibacillus 
acillus azoreducens 


Paenibacillus cookii 
cookii Bacteria; 


ref |NR_025298.1 

2048758 205026 
lonellaceae; Ana 
ref |NR_025230.1 
ence 214009 
Veillonellaceae; 
ref|NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 
ales; Flavobacte 
ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025182.1| Mycoplasma dispar 
93 Mycoplasma dispar Bacteria; 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 
Carnobacterium 
acterium viridans 


ND 


Ny 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphaga. 

ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 


ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


73 gi| 219857456 |ref|NR_025044.1| Caloramator 
1 sequence 2405537 2407016 Caloramator 
Clostridiales; Clostridiaceae; Caloramator. 
73 gi|219857443|ref|NR_025031.1| Aequorivita 
sequence 2422553 2423991 Aequorivita 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
93 gi|219857345|ref|NR_024933.1| Desulfosporosinus 
2547374 2548878 Desulfosporosinus meridiei 
Peptococcaceae; Desulfosporosinus. 
73 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistaceae; Aminobacterium. 
73 gi|219857290|ref|NR_024921.1| Anaeromusa 
al sequence 2565759 2567288 Anaeromusa 
Clostridiales; Veillonellaceae; Anaeromusa. 
73 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


27417 


Flavobacteriaceae; 


ridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

2711340 2711272 7 73 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
6S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2742944 2742876 7 73 gi|219857159|ref|NR_024787.1| Flavobacterium 


27 2743201 Flavobacterium limicola 
Flavobacterium. 


332450 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


332450 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


332450 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


332450 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


332450 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


332450 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


332450 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


332450 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


332450 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


332450 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


332450 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


332450 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


332450 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


332450 Bacteria_16S 


congolense strain 
congolense Bacter 


332450 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


332450 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


332450 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


332450 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


332450 Bacteria_16S 


strain 18323 16S 
Proteobacteria; B 
helveticus strain 
Bacteria; Proteob 


2789580 2789493 7 93 gi 
16S ribosomal RNA, partial sequen 
Bacillales; Paenibacillaceae; Pae 
2842259 2842226 40 73 gi 
16S ribosomal RNA, partial sequen 
Clostridia; Halanaerobiales; Hala 
3002663 3002595 7 73 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3230852 3230765 8 94 gi 


n TB 
tes; ni 
R-9 
tes; 


ne 
vi 


ridia; Clostridiales; Clostridiales Fa 
3247660 3247592 7 73 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3305288 33052017 93 gi 


1 
ia 


Lactobacil 


gi 


bacillales; Lactobacillaceae; 
3306828 33067417 93 


Halanaerobiaceae; Halanaerobium. 
3390397 3390329 7 73 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3445588 34455207 73 gi 

M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3527676 3527608 7 73 gi 
rain DSM 3847 16S ribosomal RNA, compl 
cteria; Firmicutes; Clostridia; Clostr 
3676944 3676911 40 73 gi 
SEBR 4224 16S ribosomal RNA, partial 

ia; Firmicutes; Clostridia; Halanaerob 
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332450 Bacteria_16S 3843913 3843845 7 73 gi|219846333|ref|NR_025923.1| Flavobacterium 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 3844177 Flavobacterium 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
332450 Bacteria_16S 4077307 4077239 7 73 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

332450 Bacteria_16S 4148915 4148847 7 73 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

332450 Bacteria_16S 4220568 4220500 7 73 gi|219846061|ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 4226638 4226570 7 73 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

332450 Bacteria_16S 4228110 4228042 7 73 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

332450 Bacteria_16S 4229582 42295147 73 gi| 219846049 |ref|NR_025639.1| Aequorivita antarctica 
strain SW49 16S ribosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

332450 Bacteria_16S 22345 22278 8 73 gi| 265679049 |ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

332450 Bacteria_16S 70866 70799 8 73 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

332450 Bacteria_16S 181778 181711 8 73 gi|265678942|ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 186452 186385 8 73 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

332450 Bacteria_16S 189554 189487 8 73 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 209561 209494 8 73 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 224902 224835 8 73 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

332450 Bacteria_16S 279515 279448 8 73 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
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H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

332450 Bacteria_16S 655844 655777 8 73 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

332450 Bacteria_16S 660354 660287 8 73 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

332450 Bacteria_16S 736057 735990 8 73 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

332450 Bacteria_16S 745187 745124 12 73 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

332450 Bacteria_16S 765633 765566 8 73 gi| 265678536 |ref|NR_028840.1| Mitsuokella 


jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

332450 Bacteria_16S 808669 808583 8 93 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

332450 Bacteria_16S 833133 833070 8 69 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

332450 Bacteria_16S 851091 851024 8 73 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

332450 Bacteria_16S 1013598 1013531 8 73 gi|265678369|ref|NR_028671.1| Moraxella caviae 
strain GP1l1l 16S ribosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

332450 Bacteria_16S 1015094 1015027 8 73 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

332450 Bacteria_16S 1016590 1016523 8 73 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

332450 Bacteria_16S 1018087 1018020 8 73 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

332450 Bacteria_16S 1027298 1027235 42 105 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 

332450 Bacteria_16S 1127125 1127058 8 73 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

332450 Bacteria_16S 1157362 1157295 8 73 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

332450 Bacteria_16S 1166508 1166441 8 73 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

332450 Bacteria_16S 1196795 1196728 8 73 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

332450 Bacteria_16S 1255567 1255500 8 73 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

332450 Bacteria_16S 1260068 1260001 8 73 gi|219846811|ref|NR_026403.1]| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
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gi 


in CCUG 43001 16S ribosomal RNA, partial 


gi 


pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
332450 Bacteria_16S 


gi 


gi 


complete sequence 
Lactobacillaceae; 


Megamonas 
219878319 


KMM 277 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


Pseudomo 
219878318 


KMM 225 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


219878279 


complete sequence 
Clostridiales; 


Veill 
219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


Sporomusa 
219878277 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


Sporomusa 
219878276 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridiales; Veillonellaceae; 


Sporomusa 
219878268 
equence 

a; Desulfo 


219878257 
sequenc 


Lactobacillales; Aerococcaceae 


219878253 
19128 
nadales; M 
219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
eltaproteobacteria; Desulfovibrionales 


ence 13679 
ibrionales; 


oraxellaceae; 


1 sequence 


Gammaproteobacteria; Pseudomonadales; 


Pseudomonadales; 


ref |NR_025643.1 


ref|NR_027575.1 


ref|NR_027548.1 


ref|NR_027225.1 


ref|NR_027204.1 
81 Psychrobacter 
ref|NR_027187.1 


1469465 147099 


ref|NR_025115.1 


Selenomonas. 
ref|NR_025536.1 


iaceae; 
ref |NR_025534.1 


iaceae; 
ref|NR_025532.1 
00 Psychrobacter 
ae; 
ref|NR_025531.1 
41 Psychrobacter 
ae; 
ref|NR_025514.1 


ref|NR_025458.1 
1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
Moraxe 
ref|NR_025418.1 

1879598 188113 
onellaceae; 
ref|NR_025417.1 
05 Sporomusa 
ref|NR_025416.1 
88 Sporomusa 


ref 


NR_025415.1 


ref|NR_025407.1 
1893578 189509 
vibrionales; Des 


ref |NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025378.1 


Jeotgalicoccus 


1285891 1287396 Jeotgalicoccus 


Desulfovibrio 


77 1369516 Desulfovibrio magneticus RS-1 
Desulfovibrionaceae; 


Desulfovibrio. 
Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Psychrobacter 


15 1423690 Psychrobacter maritimus 


Psychrobacter arenosus 
arenosus Bacteria; 


Psychrobacter. 


Psychrobacter 
0 Psychrobacter 


Moraxellaceae; 


Selenomonas sputigena 


42 1525238 Selenomonas sputigena 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 
Pedobacter. 


Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 
Pedobacter. 


Psychrobacter luti 


luti Bacteria; 


Psychrobacter. 


Psychrobacter fozii 


fozii Bacteria; 


Psychrobacter. 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 

Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Propionispora 

1 Propionispora 


Propionispora. 


Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Aerococcus 
6 Aerococcus 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 
Lactobacillus frumenti 


1943398 1944958 Lactobacillus frumenti 


; Desulfomicrobiaceae; Des 
219878232 |ref|NR_025371.1 
Lactobacillus. 


332450 Bacteria_16S 1978007 1977940 8 73 gi 
macestii strain M-9 16S ribosomal RNA, partial sequence 
Bacteria; 
332450 Bacteria_16S 1979575 1979508 8 73 gi 
anilini strain Anil 16S ribosomal RNA, partial sequence 


219878210 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
219878209 


ref 
19767 


ref 
19783 


73 1978275 Desul 


Desulfomicrobiaceae; 


26 1979852 Desul 


NR_025349.1 


NR_025348.1 


Desulfomicrobium 


fomicrobium macestii 


Desulfomicrobium. 
Desulfobacterium 


fobacterium anilini 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
332450 Bacteria_16S 2032879 2032812 8 13 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

332450 Bacteria_16S 2063665 2063598 8 73 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

332450 Bacteria_16S 2065189 2065122 8 73 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 


strain NN0O15840 1 
Bacteroidetes; Flavobacteria; Flavobacteriales; 
332450 Bacteria_16S 2097353 2097286 8 73 
KMM 3909 16S ribo 
Flavobacteria; Flavobacteriales; 
332450 Bacteria_16S 2103474 2103407 8 
submarinus strain 6N 16S 
Bacteria; Proteobacteria; Deltaproteobacteria; 

332450 Bacteria_16S 2106460 2106393 8 73 
glaciale strain ACAM 644 
glaciale Bacteria; 
332450 Bacteria_16S 
illinoisensis strain MVAB Hexl 
illinoisensis Bacteria; 
Alkanindiges. 
332450 Bacteria_16S 2163870 2163803 8 
hydrothermalis strain AM 
hydrothermalis Bacteria; 
Desulfovibrio. 


gi 


73 gi 


gi 


Bacteroidetes; Flavobacteria; 
2107941 2107874 8 73 

16S ribosomal RNA, 
Proteobacteria; 


gi 


73 gi 


Proteobacteria; 


332450 Bacteria_16S 2176121 2176054 8 73 gi|219857616|ref 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 21764 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
332450 Bacteria_16S 2197340 2197254 8 93 gi|219857601|ref 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; La 
332450 Bacteria_16S 2212446 2212379 8 73 gi|219857591|ref 


strain MMP-4 16S 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


332450 Bacteria_16S 2236726 2236659 8 73 gi| 219857575 |ref|NR_025163.1 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 223697 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfonatronum. 

332450 Bacteria_16S 2282654 2282587 8 73 gi| 219857545 |ref|NR_025133.1 
phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 2281465 228293 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
332450 Bacteria_16S 2332448 2332381 8 73 gi|219857508|ref|NR_025096.1 


canadensis strain NLEP-16143 16S ribosomal RNA, partial 


canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campyloba 
Helicobacter. 

332450 Bacteria_16S 2368832 2368765 8 73 gi|219857481|ref 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; M 
332450 Bacteria_16S 2370314 2370247 8 73 gi|219857480|ref 


strain HRC292 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
332450 Bacteria_16S 2373334 2373267 8 73 gi 
strain PG15 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
332450 Bacteria_16S 2403647 2403580 8 73 gi 
strain ATCC 17747 16S ribosomal RNA, partial sequence 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
332450 Bacteria_16S 2434164 2434097 8 73 gi 


frigidarium strain A2i 16S ribosomal RNA, partial sequence 
Ss; 


219857406 


Flavobacteriale 
93 gi 
complete sequence 


Bacteria; Bacteroidetes; Flavobacteria; 
332450 Bacteria_16S 2466031 2465945 8 
strain CCUG 43179 16S ribosomal RNA, 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 
332450 Bacteria_16S 2479480 2479413 8 73 gi 
strain 383 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


6S ribosomal RNA, partial sequence 2063988 20 
Flavobacteriac 
219878124 
somal RNA, partial sequence 2096154 2097581 Me 
Flavobacteriaceae; Meson 
219878118 
ribosomal RNA, partial sequence 
Desulfovibrionales; 
219878116 
16S ribosomal RNA, partial sequence 
Flavobac 
219878115 
complete sequence 2106707 21082 
Gammaproteobacteria; 


219857626 


13 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


2211275 22127 


2369126 23705 


219857478 
2372144 23736 


219857458 


Veillonel 
219857432 


219857397 
2478295 2479747 Mycoplasma cloacale Bacteria; 


654 
eae; 
ref 
sonia a 
ia. 
ref 
21022 
De 
ref 

2 
les; Cr 
ref 


teria 


Pseudomo 


ref 


ND 


Desulfo 


equence 


ref 


ref 
24024 
la. 
ref 
24329 
Flavobacter 
ref 
24647 


Lactobacillu 


61 Cellulophaga 
Ce 


11 2103776 Desul 
sulfohalobiaceae; 


105286 21066 
yomorphaceae; 


162629 21641 


03 Psychrobacter 


196082 2 


2331268 23327 


2367647 23690 


23 2403914 Veillo 


48 2434422 Flavob 


63 2466330 Lactob 


llulophaga. 
NR_025263.1 


NR_025257.1 
£ 


55.1 
5 


NR_0252 


54.1 
3 


NR_0252 
nadales; 
15.1 


6 
vibrionales; 


NR_0252 


NR_025205.1 


Psychrobacte 
NR_025189.1 
19764 
ctobacillus. 
NR_025179.1 


2 


cterales; He 


NR_025069.1 
7 


ycoplasma. 
NR_025068.1 


NR_025066.1 


NR_025046.1 


NR_025020.1 


iaceae; Flav 
NR_024994.1 


Ss. 


ref 


lgae Bacteria; 


baltica Bacteria; 


Mesonia algae strain 
Bacteroidetes; 


Desulfonauticus 

onauticus submarinus 

Desulfonauticus. 
Brumimicrobium 

6 Brumimicrobium 
Brumimicrobium. 

Alkanindiges 

9 Alkanindiges 


Moraxellaceae; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 

ae 

Lactobacillus 

0 Lactobacillus 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Mycoplasma 
0 Mycoplasma 


Helicobacter 
4 Helicobacter 


licobacteraceae; 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Veillonella criceti 
nella criceti Bacteria; 


Flavobacterium 
acterium frigidarium 
obacterium. 
Lactobacillus mucosae 
acillus mucosae 


NR_024985.1 


Mycoplasma cloacale 


332450 Bacteria_16S 
strain DC333 16S 
Tenericutes; Moll 
332450 Bacteria_16S 
strain TB 16S rib 
Tenericutes; Moll 
332450 Bacteria_16S 
strain CH20247 16 
Tenericutes; Moll 
332450 Bacteria_16S 
strain 1219 16S r 
Tenericutes; Moll 
332450 Bacteria_16S 
mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 
332450 Bacteria_16S 
acidaminophilum s 
acidaminophilum B 
332450 Bacteria_16S 
burkinensis strai 
Bacteria; Proteob 
332450 Bacteria_16S 
strain CMRI H02 1 
Proteobacteria; E 
332450 Bacteria_16S 
strain Pd55 16S r 
Proteobacteria; E 
332450 Bacteria_16S 
holothuriorum str 
holothuriorum Bac 
Salegentibacter. 
332450 Bacteria_16S 
okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 
332450 Bacteria_16S 
nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 
332450 Bacteria_16S 
cycloheptanicus s 
cycloheptanicus B 
332450 Bacteria_16S 
cateniformis stra 
cateniformis Bact 
Coprobacillus. 
332450 Bacteria_16S 
SPS-17 16S riboso 
Thermus; Deinococci; 
332450 Bacteria_16S 
strain I50 16S ri 
Firmicutes; Erysi 
332450 Bacteria_16S 
balaenopterae str 
balaenopterae Bac 
332450 Bacteria_16S 
deleyianum strain 


acteria; 


2482499 2482432 8 


2485522 2485455 8 


2488554 2488487 8 


2491578 2491511 8 


2563911 2563844 8 


2565414 2565347 8 


Firmicutes; 


2606963 2606896 8 


2672313 2672246 8 


2676903 2676836 8 


2691896 2691829 8 
Bacteroidetes; 
2715779 2715712 8 
Proteobacteria; 
2757798 2757708 7 
Firmicutes; 


2786444 2786377 8 


2818017 2817950 8 


3019153 3019056 9 


mal RNA, partial sequence 


Thermales; 
3031294 3031227 8 


3090360 3090274 8 


Firmicutes; 
3138272 3138205 8 


Thermaceae; 


73 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


73 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


73 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


73 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


73 


rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


73 


train DSM 3953 16S ribosomal RNA, part 
Clostridia; 


73 


n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


73 


73 


ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 


ain KMM 3524 16S ribosomal RNA, partia 


teria; 


in MD17 16S ribosomal RNA, partial seq 
eria; 


ain JCM 11223 16S ribosomal RNA, parti 
teria; 


train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 


in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


ain M1975/96/1 16S ribosomal RNA, part 
teria; 


Spirillum 5175 16S ribosomal RNA, par 


gi| 219857395 


gi| 219857393 


2484337 24857 


gi|219857391 


gi| 219857389 


2490394 24918 


219857335 
ia 
ac 


gi 
teria; 


219857291 
ia 
ridiales; 

219857264 
nce 
ib 

219857208 


gi 


Clost 
gi 


gi 


6S ribosomal RNA, partial sequence 2671138 26725 
psilonproteobacteria; Campylobacterale 


Ss; 


gi] 219857205 


2675717 26771 


tiliaceae; Lebetimonas. 
73 gi|219857195|ref|NR_024823.1 
1 sequence 2690706 269211 
Flavobacteria; Flavobacteriales; Flavobact 
73 gi|219857178|ref|NR_024806.1 
uence 2714566 271605 
Gammaproteobacteria; Pseudomonadales; Mora 
95 gi|219857148|ref|NR_024776.1 
al sequence 2756546 275805 
Clostridia; Clostridiales; Clostridiales Fami 
73 gi|219857126|ref|NR_024754.1 
ial sequence 2785219 278673 
clobacillaceae; Alicycloba 
73 gi|219856912|ref|NR_024733.1 
1 sequence 2816799 281828 
sipelotrichales; Erysipelo 
105 gi|219846911|ref|NR_026503.1 
3017969 3019430 Thermus oshimai Bacte 

Thermus. 
73 gi|219846903|ref|NR_026495.1 
3030089 30315 
elotrichaceae. 

93 gi|219846862|ref|NR_026454.1 
ial sequence 3089141 309052 
Lactobacillales; Carnobacteriaceae; Granulica 
73 gi|219846830|ref|NR_026422.1 
tial sequence 313708 


2481316 24827 


2487368 24888 


1 sequen 
c 


1 sequen 


26057 
rionales 


Helicob 


ref|NR_024983.1 


ref|NR_024981.1 


ref|NR_024979.1 


ref |NR_024977.1 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_024833.1 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 

Eubacterium 
8 Eubacterium 
Eubacterium. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 

Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Coprobacillus 
3 Coprobacillus 
trichaceae; 


Thermus oshimai strain 
ria; Deinococcus- 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Granulicatella 

3 Granulicatella 
tella. 
Sulfurospirillum 
4 3138514 


Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Campylobacteraceae; 
332450 Bacteria_16S 
617-93 16S riboso 
Bacillales; Bacil 
332450 Bacteria_16S 
strain DSM 3963 1 
Deinococcus-Thermus; 
332450 Bacteria_16S 
strain DG-1 16S r 
Firmicutes; Clost 
332450 Bacteria_16S 


Sulfurospirillum. 
3141279 3141212 8 


mal RNA, partial sequence 
lales Family XI. 


3171731 3171664 8 


Deinococci; 
3203721 3203654 8 


3232378 3232311 8 


73 
314 


Incertae Sedis; 


73 


73 


ibosomal RNA, partial sequence 


ridia; Clostridiales; Veillonellaceae; 


73 


gi|219846828 
0051 3141558 Gemel 
Gemella. 
gi|219846807 


6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcales; 


Deinococcaceae; D 
gi|219846786 
3202501 32039 

Ss 

219846766 


gi 


ref 
lab 


NR_026420.1 
ergeri Bacte 
ref |NR_026399.1 


eino 
ref 


coccus. 
NR_026378.1 


Gemella bergeri strain 
ria; Firmicutes; 


Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 
poromusa. 


ref |NR_026358.1 


Peptoniphilus harei 


strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Incertae Sedis; Peptoniphilus. 


332450 Bacteria_16S 
fimetarium strain 
fimetarium Bacteria; 
332450 Bacteria_16S 
strain DSM 4132 1 
Firmicutes; Clost 
332450 Bacteria_16S 
carbinolicum stra 
carbinolicum Bacteria; 
332450 Bacteria_16S 

wieringae strain 
wieringae Bacteria; 
332450 Bacteria_16S 
strain DSM 1030 1 
Firmicutes; Clost 
332450 Bacteria_16S 
strain ATCC 33048 
Bacteria; Firmicutes; 
332450 Bacteria_16S 

DSM 2403 16S ribo 
Proteobacteria; G 
332450 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 
332450 Bacteria_16S 
strain 743A 16S r 
Firmicutes; Clost 
332450 Bacteria_16S 
gingivalis strain 
gingivalis Bacteria; 
332450 Bacteria_16S 
strain MIT 95-170 
Bacteria; Proteob 
332450 Bacteria_16S 
strain UIA 16S ri 
Tenericutes; Moll 
332450 Bacteria_16S 
strain CKK 16S ri 
Tenericutes; Moll 
332450 Bacteria_16S 
strain 275c 16S r 
Tenericutes; Moll 
332450 Bacteria_16S 
strain PG51 16S r 
Tenericutes; Moll 
332450 Bacteria_16S 
strain UC/MF 16S 
Tenericutes; Moll 
332450 Bacteria_16S 


eria; 


ridia; 


ridia; 


3277745 3277678 8 73 


DSM 8238 16S ribosomal RNA, partial s 
Firmicutes; 


cl 
73 


Clostridia; 
3280773 3280706 8 


Clostridiales; 


3282292 3282225 8 73 


in DSM 2925 16S ribosomal RNA, partial 


Firmicutes; Clostridia; 
3283816 3283749 8 73 


DSM 1911 16S ribosomal RNA, partial se 
Firmicutes; 


Clo 
73 


Clostridia; 
3285341 3285274 8 


Eubacter 
73 


Clostridiales; 
3411693 3411626 8 


16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales 
3439519 3439452 8 73 


3442538 3442471 8 73 


in DSM 6962 16S ribosomal RNA, 


Proteobacteria; Gammapro 


3596446 3596379 8 73 


ibosomal RNA, partial sequence 
ridia; 


Clostrid 
93 


Clostridiales; 
3607238 3607152 8 


ATCC 33624 16S ribosomal RNA, partial 
Bacteroidetes; 


Flavobacter 
3635708 3635641 8 73 


7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 


3690585 3690518 8 73 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3716099 3716032 8 73 


bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3753132 3753065 8 73 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3759180 3759113 8 73 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3780297 3780231 8 73 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3783331 3783264 8 73 


219846736 
equence 
les; 

219846734 


gi 


ostridia 
gi 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


Ac 
219846733 
sequence 
iales; 
219846732 
quence 
es; 
219846731 


gi 


Clostrid 
gi 


stridial 
gi 


6S ribosomal RNA, partial sequence 3284145 32856 
etobacte 


Ac 
219846637 


iaceae; 
gi 


; Veillo 
gi 


nellaceae; 
219846617 


somal RNA, partial sequence 3438312 3439771 Acine 
ammaproteobacteria; Pseudomonadales; M 


or 

219846615 
e 
ri 


gi 
complet 
teobacteria; 
gi| 219846511 
3595254 35967 
iaceae; Cl 
gi| 219846502 
sequence 
ob 
219846482 
36345 


Flav 
gi 


ia; 


ob 
gi|219846444 
3689398 36908 


gi| 219846426 
3714904 37163 


gi|219846397 
3751943 37534 


gi| 219846393 
3757993 37594 


gi| 219846377 
3779118 37805 


gi|219846375 


Eubac 


etobacte 


Eub 


Eubact 


34104 


axellace 


sequence 
Pseud 


ostridiu 


acterial 


acterale 


ref |NR_026328.1 

3276555 327802 
teriaceae; Acet 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
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332450 Bacteria_16S 3872682 3872615 8 73 gi|219846314|ref|NR_025904.1| Gemella morbillorum 


strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

332450 Bacteria_16S 3874269 3874202 8 73 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

332450 Bacteria_16S 3985443 3985376 8 73 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 


strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 
332450 Bacteria_16S 3989879 3989812 8 73 gi|219846232|ref|NR_025822.1| Gillisia mitskevichiae 
strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 3990112 Gillisia mitskevichiae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gillisia. 
332450 Bacteria_16S 3991370 3991303 8 73 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pibocella. 
332450 Bacteria_16S 4022935 4022868 8 73 gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 
332450 Bacteria_16S 4025897 4025830 8 73 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
332450 Bacteria_16S 4115134 4115067 8 73 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 
332450 Bacteria_16S 4145784 4145717 8 73 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
332450 Bacteria_16S 4147349 4147282 8 73 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
332450 Bacteria_16S 271908 271842 9 73 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


332450 Bacteria_16S 891977 891910 8 74 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

332450 Bacteria_16S 935247 935216 42 73 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
332450 Bacteria_16S 970753 970683 5 73 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 


fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 


332450 Bacteria_16S 1174118 1174029 7 95 gi|228719222|ref|NR_027581.1| Capnocytophaga 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

332450 Bacteria_16S 1317436 1317369 7 73 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

332450 Bacteria_16S 1733317 1733251 9 73 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 


strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


332450 Bacteria_16S 2393110 23930217 95 gi| 219857465 |ref|NR_025053.1| Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
332450 Bacteria_16S 2533972 2533941 42 73 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

332450 Bacteria_16S 2684499 2684410 7 95 gi|219857200|ref|NR_024828.1| Zobellia russellii 


strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
332450 Bacteria_16S 2685941 2685852 7 95 gi|219857199|ref|NR_024827.1| Zobellia laminariae 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 2686150 Zobellia laminariae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
332450 Bacteria_16S 2687410 2687321 7 95 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
332450 Bacteria_16S 3051108 3051038 5 73 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
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332450 Bacteria_16S 28418 28330 8 95 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

332450 Bacteria_16S 51131 51062 6 73 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
332450 Bacteria_16S 104159 104090 6 73 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

332450 Bacteria_16S 162069 162000 6 73 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 262832 262744 6 93 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

332450 Bacteria_16S 276486 276419 8 73 gi|265678876|ref|NR_029182.1| Helicobacter bilis 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

332450 Bacteria_16S 394794 394725 6 73 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

332450 Bacteria_16S 417999 417899 7 105 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
332450 Bacteria_16S 595140 595071 6 73 gi|265678656|ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 
332450 Bacteria_16S 677127 677039 7 94 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

332450 Bacteria_16S 857208 857120 6 93 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

332450 Bacteria_16S 927601 927501 7 105 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

332450 Bacteria_16S 975416 975320 8 102 gi|265678394|ref|NR_028696.1| Lewinella persicus 
strain T-3 16S ribosomal RNA, partial sequence 974224 975642 Lewinella persicus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

332450 Bacteria_16S 979825 979748 6 81 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 
strain II-2 16S ribosomal RNA, partial sequence 978631 980048 Lewinella cohaerens Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

332450 Bacteria_16S 1237600 1237512 6 93 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

332450 Bacteria_16S 1357191 1357122 6 73 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
332450 Bacteria_16S 1625095 1625026 6 73 gi|219878460|ref|NR_025599.1| Belliella baltica 
strain BA134 16S ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 
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332450 Bacteria_16S 1768260 1768160 8 105 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

332450 Bacteria_16S 2071383 2071318 7 70 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

332450 Bacteria_16S 2177670 2177582 6 93 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

332450 Bacteria_16S 2306729 2306660 6 73 gi|219857525|ref|NR_025113.1]| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 
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3028583 303003 
ridiaceae; 
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Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
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01 Rikenella microfusus Bacteria; 
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marincola Bacteria; 
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Aquicella siphonis 


4067035 4068516 Aquicella siphonis Bacteria; 
Coxiellaceae; Aquicella. 


332450 Bacteria_16S 4069777 4069681 8 102 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
332450 Bacteria_16S 4097034 4096965 6 73 gi|219846155|ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 
332450 Bacteria_16S 4098520 4098451 6 73 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
332450 Bacteria_16S 4099976 4099907 6 73 gi|219846153|ref|NR_025743.1| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 
332450 Bacteria_16S 4237155 4237086 6 73 gi|219846044|ref|NR_025634.1] Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 
332450 Bacteria_16S 1165 1132 40 73 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence x 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
332450 Bacteria_16S 2704 2671 40 13 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
332450 Bacteria_16S 16191 16099 7 98 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 
332450 Bacteria_16S 26955 26887 7 73 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
332450 Bacteria_16S 43455 43422 40 13 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
332450 Bacteria_16S 46470 46437 40 73 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
332450 Bacteria_16S 72346 72313 40 73 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
332450 Bacteria_16S 73910 73877 40 73 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
332450 Bacteria_16S 76829 76761 7 73 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 
332450 Bacteria_16S 85741 85708 40 73 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
332450 Bacteria_16S 105701 105633 7 73 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
332450 Bacteria_16S 108643 108610 40 73 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
332450 Bacteria_16S 116390 116357 40 73 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
332450 Bacteria_16S 155961 155893 7 73 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
332450 Bacteria_16S 166700 166632 8 73 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
332450 Bacteria_16S 198590 198522 7 73 gi|265678931|ref|NR_029239.1| Clostridium 
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gi 
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gi 
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rif 
Streptosporangine 
332450 Bacteria_ 
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16S 265849 265816 40 73 gi 


16S 268849 268816 40 73 gi 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
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Mycobacteriaceae; Mycobacterium. 


Mycobacterium 
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Mycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
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Mycobacterium aurum 
aurum Bacteria; 
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242123 243639 Mycobacterium 
ycetales; Corynebacterineae; 


ref|NR_029189.1| Kutzneria viridogrisea 
4 Kutzneria viridogrisea Bacteria; 


eae; Pseudonocardiaceae; Kutzneria. 
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Mycoplasma. 
ref|NR_029152.1| Acholeplasma palmae 
0 Acholeplasma palmae Bacteria; 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

332450 Bacteria_16S 329697 329600 8 103 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

332450 Bacteria_16S 334390 334357 40 13 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

332450 Bacteria_16S 368840 368772 7 73 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

332450 Bacteria_16S 403996 403928 7 73 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 


hebeiensis Bacter 
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ynergistales; 


505922 507359 
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NR_029048.1 
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NR_029003.1 
Mycobacteri 
NR_028998.1 
etales; Cory 
NR_028988.1 
les; Strepto: 
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NR_028945.1 
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NR_028940.1 


Mycobacteri 
NR_028920.1 


Synergistaceae; 


Amycolatopsis 
Amycolatopsis 


Pseudonocardineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
Nocardioidaceae; 


Kribbella. 
Actinomadura latina 


latina Bacteria; 
Thermomonosporaceae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 


acterium boenickei 
Corynebacterineae; Mycobacteriaceae; 


Dethiosulfovibrio 
Dethiosulfovibrio 
Dethiosulfovibrio. 
Pseudonocardia 
Pseudonocardia 
ardineae; 


Pseudonocardia 


2 524095 Pseudonocardia benzenivorans 
Pseudonocardineae; Pseudonocardiaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 
nebacterineae; 


Streptomyces 
Streptomyces 
mycineae; 


Mycobacterium 
Mycobacterium 
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Clostridium colicanis 
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Mycobacterium 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
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332450 Bacteria_ 
lacustris strain 


Bacteria; Actinob 


Friedmanniella. 
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7 Luteococcus peritonei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

332450 Bacteria_16S 712975 712942 40 73 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
332450 Bacteria_16S 714534 714501 40 73 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

332450 Bacteria_16S 774779 774746 40 73 gi|265678530|ref|NR_028834.1| Prauserella alba 


strain YIM90005 1 


332450 Bacteria_ 


paraffinivorans s 
paraffinivorans B 
Gor 


Gordoniaceae; 
332450 Bacteria_ 
strain S-743 16S 


Tenericutes; Moll 
332450 Bacteria_16S 
beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 
332450 Bacteria_16S 
strain J72 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
332450 Bacteria_16S 


strain AIP313.00 
Firmicutes; 


montefiorense Bac 
Mycobacteriaceae; 


332450 Bacteria_16S 
zijingensis strai 
Bacteria; Actinob 


Pseudonocardia. 


332450 Bacteria_16S 
shriftii strain D 
Firmicu 
332450 Bacteria_16S 


Bacteria; 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


332450 Bacteria_16S 


strain K24 16S ri 


subroseum strain 


subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangiaceae; Streptosporangium. 

332450 Bacteria_16S 876832 876764 7 73 gi| 265678461 
scopiformis strain A25 16S ribosomal RNA, partial sequence 87568 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomyces. 

332450 Bacteria_16S 878294 878261 40 73 gi| 265678460 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
332450 Bacteria_16S 881301 881268 40 73 gi| 265678458 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 88012 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Lentzea. 

332450 Bacteria_16S 905849 905781 7 73 gi| 265678441 


Clost 
332450 Bacteria_16S 
montefiorense str 


16S 777905 777872 40 73 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

16S 781032 780964 7 73 
ribosomal RNA, partial sequence 


gi 


787147 787079 7 73 gi 
ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

790151 790118 40 73 
bosomal RNA, partial sequence 


, 


gi 


805561 805493 7 73 gi 


ridia; Clostridiales; Veillonellaceae; 
811647 811614 40 73 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 


teria; Actinobacteria; Actinobacterida 
Mycobacterium. 
816257 816224 40 73 gi 


n 6330 
acteria 


16S ribosomal RNA, partial sequ 
Actinobacteridae; Actinomycet 


, 


817793 817760 40 73 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
839084 839051 40 73 gi 
ribosomal RNA, partial sequence 
Stre 
855598 855565 40 73 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

861796 861763 40 73 
bosomal RNA, partial sequence 


gi 


875348 875315 40 73 gi 
CY-7113 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


789013 79048 


16S ribosomal RNA, partial sequence 804384 80579 


837961 83941 


860647 86213 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
332450 Bacteria_16S 


265678528 
sequence 
dae; 


265678525 


265678521 
quence 


265678519 


nebacterin 
265678509 


Anaeroglo 
265678505 
rtial sequ 


265678502 
ence 81510 
ales; Pseu 


265678501 
nce 81658 
bacteroida 
265678487 


ptosporang 
265678475 
equence 

dae; Actin 


265678471 
donocardin 


265678462 
uence 


donocardin 


Actin 


e; Actinomycet 


e; Actinomycet 


eae; Pseudonoca 
ref |NR_028832.1 

776745 778221 
omycetales; Cor 


ref|NR_028829.1 
7 Acholeplasma 


eae; Gordoniace 
ref|NR_028812.1 
1 Anaeroglobus 


9 816530 Pseud 
donocardineae; 


fe) 
P 


ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref |NR_028790.1 


ineae; Streptosp 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 


ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref|NR_028765.1 

874217 875635 
ales; Streptospo 


, 


ref |NR_028764.1 
6 877087 Strept 
ptomycineae; Str 


ref |NR_028763.1 
eae; Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; A 


ref|NR_028743.1 


y 


2 Prauserella alba Bacteria; 
r 


diaceae; Prauserella. 
Gordonia 

Gordonia 
nebacterineae; 


Acholeplasma axanthum 


axanthum Bacteria; 


eplasma. 
ref|NR_028825.1| Streptomyces 
785920 787418 Streptomyces 
ales; Streptomycineae; 
ref|NR_028823.1| Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
a 


e; Gordonia. 
Anaeroglobus geminatus 


geminatus Bacteria; 


bus. 

ref|NR_028808.1| Mycobacterium 

ence 810468 811984 Mycobacterium 
ales; Corynebacterineae; 

ref|NR_028805.1| Pseudonocardia 


nocardia zijingensis 
seudonocardiaceae; 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Propionibacterium 
Propionibacterium 
ionibacterineae; 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Streptosporangium 
Streptosporangium 
rangineae; 


Streptomyces 
omyces scopiformis 


eptomycetaceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


Thermoanaerobacter 


siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 


siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 


332450 Bacteria_16S 910447 910383 8 70 gi|265678438|ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
332450 Bacteria_16S 913504 913471 40 73 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
332450 Bacteria_16S 915062 915029 40 73 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
332450 Bacteria_16S 918214 918181 40 73 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
332450 Bacteria_16S 919779 919746 40 73 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
332450 Bacteria_16S 939857 939789 7 73 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
332450 Bacteria_16S 984436 984368 7 73 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
332450 Bacteria_16S 1028839 1028771 7 73 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
332450 Bacteria_16S 1031805 1031772 40 73 gi| 265678357 |ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
332450 Bacteria_16S 1048725 1048692 40 73 gi|265678346|ref|NR_028648.1| Micromonospora eburnea 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 1049049 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
332450 Bacteria_16S 1086205 1086137 7 13 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
332450 Bacteria_16S 1090836 1090803 40 73 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 
332450 Bacteria_16S 1098330 1098262 7 73 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
332450 Bacteria_16S 1099804 1099771 40 73 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 
332450 Bacteria_16S 1107375 1107342 40 i3 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 
332450 Bacteria_16S 1108921 1108888 40 73 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 
332450 Bacteria_16S 1160389 1160321 7 73 gi|228721485|ref|NR_027608.1| Desulfotomaculum 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
332450 Bacteria_16S 1177127 1177028 8 105 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
332450 Bacteria_16S 1201280 1201212 7 73 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 
332450 Bacteria_16S 1219283 1219250 40 73 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Luteococcus. 


332450 Bacteria_16S 
strain HI 11/12 1 
Bacteria; Aquific 
332450 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 
332450 Bacteria_16S 
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332450 Bacteria_16S 
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Bacteria; Actinob 
Mycobacterium. 
332450 Bacteria_16S 
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332450 Bacteria_16S 
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socranskii subsp. 
332450 Bacteria_16S 
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332450 Bacteria_16S 
strain LM 161 16S 


332450 Bacteria_16S 
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332450 Bacteria_16S 
brockii subsp. br 


Thermoanaerobacte 
332450 Bacteria_16S 
DSM 43247 16S rib 
Bacteria; Actinob 
332450 Bacteria_16S 
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Bacteria; Actinob 
Saccharomonospora 
332450 Bacteria_16S 
violaceolatus str 
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Streptomycetaceae; 
332450 Bacteria_16S 
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Streptomycetaceae; 
332450 Bacteria_16S 
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Bacteria; Deinoco 
332450 Bacteria_16S 
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332450 Bacteria_16S 
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332450 Bacteria_16S 
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332450 Bacteria_16S 
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332450 Bacteria_16S 
subsp. 
subsp. 
Streptomycetaceae; 


6S ribosomal RNA, 


ribosomal RNA, 
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1231490 1231438 52 


1236013 1235980 40 


1246611 1246578 40 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


1251058 1251025 40 
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1254035 1253967 7 


1280978 1280945 40 
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reptomyces thermoviolaceus subsp. thermoviolaceu 
Actinomycetales; 


1314312 1314244 7 


1351152 1351119 40 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1417258 1417225 40 


1426510 1426442 7 
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1440403 1440370 40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
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219878254 


ridae; Act 


219857484 
45479 12468 
donocardin 
219857412 
12499 
ales; Cory 
219857241 
tial seque 
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ref|NR_025414.1 
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ref |NR_025393.1 
e 123486 
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ref|NR_025072.1 
80 Amycolatopsis 
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ref|NR_025000.1 
18 1251238 Mycob 


10 Aeromicrobium 
ionibacterineae; 
ref |NR_026371.1 
inea 
ref 
omal 
s Ba 
ceae 
ref 
quen 
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NR_027616.1 
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; Streptomyc 
NR_027577.1 
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er. 
ref|NR_027594.1 
nebacterineae; 
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ref|NR_027222.1 
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36 1437633 Oceani 
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). 


ref 
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Strep 


fo} 


xr 


a 


Clostridia; 


Thermocrinis albus 


albus DSM 14484 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Mycobacterium kubicae 
cterium kubicae 


nebacterineae; Mycobacteriaceae; 
ref|NR_024869.1| Treponema socranskii 
nce 1251289 1252767 Treponema 
Spirochaetaceae; Treponema. 
ref|NR_024868.1| Treponema socranskii 
nce 1252818 1254294 Treponema 
Spirochaetaceae; Treponema. 
ref|NR_025681.1| Aeromicrobium marinum 


marinum DSM 15272 
Nocardioidaceae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Streptomyces 
1 sequence 
nobacteria; 
es. 
Thermoanaerobacter 
4 1314606 


1307063 
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64 Gordonia bronchialis DSM 43247 
Gordoniaceae; 


Gordonia. 
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Streptomyces 
1 Streptomyces 
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Streptomyces 
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37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Micromonospora 
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osporineae; 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Streptomyces rimosus 


rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


tomycineae; 


332450 Bacteria_16S 
caeruleus subsp. 
Couchioplanes caeruleus subsp. 
Actinomycetales; Micromonosporineae; Micromonosporaceae 
332450 Bacteria_16S 1499475 1499407 7 73 gi 
51271 16S ribosomal RNA, complete sequence 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
332450 Bacteria_16S 1506809 1506741 7 73 gi 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribo 
Thermoanerobacter brockii subsp. lactiethylicus 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermo 
332450 Bacteria_16S 1527978 1527945 40 73 gi 
strain JCM3369 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
332450 Bacteria_16S 1529490 1529457 40 73 
strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinoallomurus. 
332450 Bacteria_16S 1531002 1530969 40 73 gi 
oligospora strain ATCC 43269 16S ribosomal RNA, partial 
oligospora Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinomadura. 
332450 Bacteria_16S 1532531 1532498 40 73 gi 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, par 
matsumotoense Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; Micromonospora. 
332450 Bacteria_16S 1535526 1535493 40 
strain JCM 3325 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
332450 Bacteria_16S 1537035 1537002 40 73 gi 
texasensis strain NRRL B-16134 16S ribosomal RNA, parti 
texasensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Saccharothrix. 
332450 Bacteria_16S 1538598 1538565 40 73 gi 
espanaensis strain NRRL 15764 16S ribosomal RNA, partia 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Saccharothrix. 
332450 Bacteria_16S 1540159 1540126 40 73 gi 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
332450 Bacteria_16S 1541708 1541675 40 73 gi 
globicatena strain NRRL B-24048 16S ribosomal RNA, part 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Actinokineospora. 
332450 Bacteria_16S 1543268 1543235 40 73 gi 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, parti 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Actinokineospora. 
332450 Bacteria_16S 1561188 1561155 40 73 gi 
canariasense strain 502329 16S ribosomal RNA, partial seq 
canariasense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 
332450 Bacteria_16S 1564122 1564089 40 73 gi 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, par 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardiaceae; Amycolatopsis. 
332450 Bacteria_16S 1574684 1574651 40 
strain MK27-91F2 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
332450 Bacteria_16S 1576210 1576177 40 73 gi 
strain JCM 9114 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
332450 Bacteria_16S 1590038 1589970 7 73 gi 
strain DSM 40258 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
332450 Bacteria_16S 1591586 1591518 7 73 gi 
tubercidicus strain DSM 40261 16S ribosomal RNA, partia 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 
332450 Bacteria_16S 1593134 1593066 7 73 gi 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 


1494911 1494878 40 73 gil|2 


v 


2 


2 


Stre 
gi 


Stre 


e; 
73 gi 


Stre 


al 
Ac 


L 


do 


al 
Ac 


heal 


v 
73 gi 


do 


do 


pt 


1 
i 


caeruleus strain DSM 44103 16S ribosomal 


1498269 1499735 Caton 
Cc 


so. 
Bacteria; 
an 
219857435 
1526835 15282 
pt 


219857434 
1528339 15297 
pt 
219857433 
s 
Ac 
219857427 
ti 


219857414 
6S ribosomal RNA, partial sequence 1534373 15358 
pt 


219857378 


219857377 
Actinomyc 
219857376 
219857375 
ia 
Actinomyc 


219857374 


219846147 


219846103 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 


219878484 


219878483 


19846703 
RNA, pa 


ref 
rtia 


NR_026295.1 
1 sequence 


lane 
ref 
ella 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref |NR_025023.1 
88 Actinomadura 
ineae; Thermomo 


Ss. 
NR_026248.1 
morbi ATCC 


Couchiop 
19846656 


atonella 
19846365 
mal RNA, 


aerobact 


osporang n 


ref |NR_025022.1 


osporangineae; Thermomon 


ref|NR_025021.1 
1529847 153130 
tales; Streptosp 


equence 
tinomyce 


ref 
al sequence 
Actinomycet 


NR_025015.1 

153135 
ales; Microm 
ref |NR_025002.1 
13 Actinomadura 
osporangineae; Thermomon 
ref |NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


sequenc 
tinomyce 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


sequence 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


15389 
nocardin 


1 sequen 
ref|NR_024962.1 


e 1542095 154360 
tales; Pseudonoc 


sequenc 
tinomyce 


ref |NR_025737.1 
1560055 156148 
cetales; Coryneb 


uence 
Actinomy 


ref 
nce 
ceta 


NR_025693.1 
156296 
Pseudon 


al seque 
Actinomy les; 


ref |NR_024687.1 


nocardineae; 


ref 


Actinosynne 
NR_024686.1 
nocardineae; Actinosynne 
ref|NR_025624.1 
40 Streptomyces 
e; Streptomyceta 
ref |NR_025623.1 

1590391 159188 
cetales; Strepto 


omycinea 


sequence 
Actinomy 


Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Catonella morbi ATCC 
51271 Bacteria; 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Micromonospora 
9 1532864 Micromonospora 


onosporineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


ocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
mataceae; 


Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
mataceae; 


Lentzea. 
Streptomyces catenulae 


catenulae Bacteria; 
ceae; 


Streptomyces. 
Streptomyces 
8 Streptomyces 


mycineae; 


ref |NR_025622.1 
partial sequence 159193 


Streptomyces rimosus 
9 1593434 Streptomyces 


rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


332450 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 


philippinense Bac 


Pseudonocardiacea 
332450 Bacteria_16S 
aridum subsp. lar 


Actinomycetales; 


332450 Bacteria_16S 


albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 
332450 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 
332450 Bacteria_16S 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


332450 Bacteria_16S 


keratiniphila sub 


Streptomycetaceae; Streptomyces. 


1596227 1596159 7 73 gi 


teria; Actinobacteria; Actinobacteridae; 
e; Kibdelosporangium. 


761-7 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycetal 
rain ST101170 16S ribosomal RNA, partial 
e; Amycolatopsis. 
n DSM 44591 16S ribosomal RNA, partial s 


e; Amycolatopsis. 


sp. nogabecina strain DSM 44586 16S ribo 


1594680 1594612 7 73 gi| 219878482 
strain DSM 40545 16S ribosomal RNA, part 
Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; Streptomyces. 
332450 Bacteria_16S 2 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 
332450 Bacteria_16S 


19878481 


1663131 1663098 40 73 gi| 219878433 
philippinense strain A 80407 16S ribosomal RNA, partial s 


1664671 1664638 40 73 gi| 219878432 
gum strain SKF-AAD-609 16S ribosomal RNA, partia 
Kibdelosporangium aridum subsp. 


1673764 1673731 40 73 gi| 219878426 
cteria; Actinobacteria; Actinobacteridae 
1675287 1675254 40 73 gi| 219878425 
ria; Actinobacteria; Actinobacteridae; Actinomyc 


1676786 1676753 40 73 gi| 219878424 
A, partial sequence 


ref|NR_025621.1| Streptomyces 
ence 1593485 1594981 Streptomyces 
nomycetales; Streptomycineae; 


ref|NR_025620.1| Streptomyces 
1595032 1596529 Streptomyces 
cetales; Streptomycineae; 


ref|NR_025572.1| Kibdelosporangium 
1661967 1663456 Kibdelosporangium 


Actinomycetales; Pseudonocardineae; 


ref|NR_025571.1 
1 sequence 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardineae; Pseudonocardiaceae; K 
1666195 1666162 40 73 gi|219878431 


orangium. 
ref|NR_025570.1| Kibdelosporangium 
31 1666519 Kibdelosporangium albatum 
donocardineae; Pseudonocardiaceae; 


ref|NR_025565.1| Amycolatopsis 
e 1672599 1674076 Amycolatopsis 


mycetales; Pseudonocardineae; 


ref|NR_025564.1| Amycolatopsis 
1674127 1675575 Amycolatopsis 


etales; Pseudonocardineae; 


ref|NR_025563.1| Amycolatopsis 


1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


332450 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


332450 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


332450 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


332450 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


332450 Bacteria_16S 


strain DSM 44222 


n DSM 44594 16S ribosomal RNA, partial s 
e; Amycolatopsis. 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; Cl 
DSM 44223 16S ribosomal RNA, partial seq 


a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


332450 Bacteria_16S 


strain DSM 44515 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


332450 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


332450 Bacteria_16S 


strain DSM 44494 
Actinobacteria; A 


332450 Bacteria_16S 


strain ISP 5293 1 
Actinobacteria; A 


332450 Bacteria_16S 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


n DSM 44221 16S ribosomal RNA, partial s 


Mycobacterium. 


ctinobacteridae; Actinomycetales; Strept 


ctinobacteridae; Actinomycetales; Strept 


rain ISP 5277 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae 
; Streptomyces. 


332450 Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; Amycolato 
1678303 1678270 40 73 gi|219878423 


psis. 


ria; Actinobacteria; Actinobacteridae; Actinomyc 


1679824 1679791 40 73 gi| 219878422 


1707443 1707375 7 73 gi| 219878403 
1706248 17077 
m. 
1727149 1727116 40 73 gi| 219878390 


1728688 1728655 40 73 gi| 219878389 
16S ribosomal RNA, partial sequence 1727522 17290 


1730224 1730191 40 73 gi| 219878388 
16S ribosomal RNA, partial sequence 1729064 17305 


1731737 1731704 40 73 gi| 219878387 
ria; Actinobacteria; Actinobacteridae; Actinomyc 


1740912 1740879 40 73 gi| 219878380 
16S ribosomal RNA, partial sequence 1739732 17412 


1772702 1772634 7 73 gi| 219878355 
6S ribosomal RNA, partial sequence 1771537 17729 


1774200 1774132 7 73 gi| 219878354 


ref|NR_025562.1| Amycolatopsis 
1677147 1678610 Amycolatopsis 


etales; Pseudonocardineae; 


ref|NR_025561.1| Amycolatopsis japonica 
61 1680145 Amycolatopsis japonica 


donocardineae; Pseudonocardiaceae; 


ref|NR_025542.1| Clostridium diolis 
30 Clostridium diolis Bacteria; 


ref|NR_025529.1| Mycobacterium 
1725987 1727471 Mycobacterium 


ales; Corynebacterineae; 


ref|NR_025528.1| Mycobacterium pulveris 
13 Mycobacterium pulveris Bacteria; 


eae; Mycobacteriaceae; Mycobacterium. 


ref|NR_025527.1| Mycobacterium agri 
19 Mycobacterium agri Bacteria; 


eae; Mycobacteriaceae; Mycobacterium. 


ref|NR_025526.1| Mycobacterium 
1730570 1732062 Mycobacterium 


etales; Corynebacterineae; 


ref|NR_025519.1| Nocardiopsis halophila 


36 Nocardiopsis halophila Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 


ref|NR_025494.1| Streptomyces arenae 


83 Streptomyces arenae Bacteria; 
e; Streptomycetaceae; Streptomyces. 


ref|NR_025493.1| Streptomyces 


e 1773034 1774481 Streptomyces 
mycetales; Streptomycineae; 


1775698 1775630 7 73 gi| 219878353 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 


ref|NR_025492.1| Streptomyces 
1774532 1775979 Streptomyces 


longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae 


; Streptomyces. 


332450 Bacteria_16S 


1810670 1810637 40 


73 


strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


332450 Bacteria_16S 


1816809 1816776 40 


73 


gi|219878329 


ref|NR_025468.1| Gordonia westfalica 


1809512 1810989 Gordonia westfalica Bacteria; 


gi|219878325 


ref|NR_025464.1| Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Kibdelosporangium. 
332450 Bacteria_16S 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 


1853345 1853312 40 


73 


gi|219878299 


ref|NR_025438.1| Thermobifida 
1852181 1853675 Thermobifida 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 


332450 Bacteria_16S 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


332450 Bacteria_16S 


halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


1867108 1867075 40 


1877682 1877649 40 


Nocardiopsaceae; Nocardiopsis. 


332450 Bacteria_16S 


halophila strain DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Act 
Saccharomonospora. 


Pseudonocardiaceae; 
332450 Bacteria_16S 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


Pseudonocardiaceae; 
332450 Bacteria_16S 


1887094 1887061 40 


1924788 1924755 40 


1926349 1926316 40 


73 


73 


73 


73 


73 


gi|219878290 


gi|219878283 


gi|219878274 


gi| 219878245 


gi| 219878244 


ref|NR_025429.1| Asanoa ishikariensis 


1865935 1867442 Asanoa ishikariensis Bacteria; 
omonosporineae; Micromonosporaceae; Asanoa. 


ref|NR_025422.1| Nocardiopsis 
1876505 1878009 Nocardiopsis 


Actinomycetales; Streptosporangineae; 


ref|NR_025413.1] Saccharomonospora 
1885917 1887421 Saccharomonospora 


inomycetales; Pseudonocardineae; 


ref|NR_025384.1| Pseudonocardia 
1923611 1925122 Pseudonocardia 


Actinomycetales; Pseudonocardineae; 


ref |NR_025383.1| Amycolatopsis 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


332450 Bacteria_16S 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 


1950777 1950744 40 


73 


gi|219878228 


ref|NR_025367.1| Pseudonocardia 
1949601 1951112 Pseudonocardia 


spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 
332450 Bacteria_16S 


smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 


Pseudonocardia. 


2034364 2034331 40 


73 


gi|219878172 


ref|NR_025311.1| Mycobacterium 
2033216 2034702 Mycobacterium 


smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


332450 Bacteria_16S 


elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 


2053055 2053022 40 


73 


gi|219878157 


ref|NR_025296.1| Mycobacterium 
2051875 2053391 Mycobacterium 


elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


332450 Bacteria_16S 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequenc 


2054650 2054582 7 


73 


gi|219878155 


ref|NR_025294.1| Streptomyces 
e 2053442 2054919 Streptomyces 


stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


332450 Bacteria_16S 


reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial seque 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actin 


2056119 2056051 7 


Streptomycetaceae; Streptomyces. 


332450 Bacteria_16S 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 


2057629 2057561 7 


Streptomycetaceae; Streptomyces. 


332450 Bacteria_16S 


thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Act 


2059168 2059100 7 


Streptomycetaceae; Streptomyces. 


332450 Bacteria_16S 


propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 


2077416 2077383 40 


Propionibacteriaceae; Propionibacterium. 


332450 Bacteria_16S 


granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


2078977 2078944 40 


Propionibacteriaceae; Propionibacterium. 


332450 Bacteria_16S 


avidum strain DSM 4901 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Propionibacterium. 
332450 Bacteria_16S 


2082086 2082053 40 


2091146 2091113 40 


73 


73 


73 


73 


73 


73 


73 


gi|219878154 


gi|219878153 


gi| 219878152 


gi|219878138 


gi| 219878137 


gi|219878135 
20809 


ref|NR_025293.1| Streptomyces 
nce 2054970 2056387 Streptomyces 
omycetales; Streptomycineae; 


ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
etales; Streptomycineae; 


ref|NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 
inomycetales; Streptomycineae; 


ref|NR_025277.1| Propionibacterium 
2076251 2077756 Propionibacterium 
etales; Propionibacterineae; 


ref|NR_025276.1| Propionibacterium 
2077807 2079320 Propionibacterium 
tales; Propionibacterineae; 


ref|NR_025274.1| Propionibacterium 
23 2082426 Propionibacterium avidum 
ionibacterineae; Propionibacteriaceae; 


gi|219878129 


heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 


ref|NR_025268.1| Mycobacterium 
2089993 2091437 Mycobacterium 


heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


332450 Bacteria_16S 
aquiterrae strain 
Bacteria; Actinobacteria; 


Nocardioides. 


332450 Bacteria_16S 
strain P-1 16S ribosomal 
Clostridia; 
332450 Bacteria_16S 


Firmicutes; 


strain DSM 43030 


Actinobacteria; Actinoba 
332450 Bacteria_16S 
pinnipedii strain 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacterium tuberculosis complex. 
332450 Bacteria_16S 


africanum strain 


africanum Bacteria; 


Mycobacteriaceae; 


Mycobacteriaceae; 


332450 Bacteria_16S 


tokaiense strain 


tokaiense Bacteria; 


Mycobacteriaceae; 


332450 Bacteria_16S 


poriferae strain 


poriferae Bacteria; 


Mycobacteriaceae; 


332450 Bacteria_16S 


strain ATCC 19422 


Bacteria; Actinobacteria; 
Mycobacterium; Mycobacterium tuberculosis complex. 
332450 Bacteria_16S 


strain ATCC 51384 


Actinobacteria; Actinoba 
332450 Bacteria_16S 
palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 
Pseudonocardiaceae; 
332450 Bacteria_16S 


strain MUP 1182 1 


Actinobacteria; Actinoba 
332450 Bacteria_16S 


strain YIM 90001 


strain YIM 90003 


Actinobacteria; Actinoba 


Streptomonospora. 


332450 Bacteria_16S 


strain ATCC 927 1 


Mycobacterium. 
2100302 2100269 40 


2109476 2109408 7 


Clostridiales; 
2111032 2110964 7 


2112538 2112505 40 


2129210 2129177 40 
ATCC 25420 16S 


2130688 2130655 40 


Mycobacterium. 
2132193 2132160 40 
ATCC 27282 16S 


Mycobacterium. 
2133696 2133663 40 
ATCC 35087 16S 


Mycobacterium. 


2135210 2135177 40 
16S ribosomal 


2136727 2136694 40 

16S ribosomal 
2139772 2139739 40 

Amycolatopsis. 
2148762 2148729 40 


6S ribosomal RNA, 


2150343 2150310 40 


2157830 2157797 40 


2165402 2165369 40 


2166943 2166910 40 


73 


GW-9 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


73 


RNA, partial sequence 


73 


73 


6482 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


73 


73 


19981 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


73 


73 


73 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


73 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


73 


73 


73 


73 


73 


73 


gi| 219878122 


gi| 219873437 
2108290 21097 


gi|219873436 


16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces 
cteridae; Actinomycetales; 


gi| 219857660 


gi|219857649 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculosis complex. 
332450 Bacteria_16S 
scrofulaceum strain ATCC 
scrofulaceum Bact 


gi|219857648 


gi|219857647 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 


gi|219857646 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 


gi| 219857645 
21340 


gi|219857644 
21355 


gi| 219857642 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


gi| 219857636 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterineae; 


gi| 219857635 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinoba 
332450 Bacteria_16S 


gi| 219857630 


16S ribosomal RNA, partial sequence 2156657 21581 
cteridae; Actinomycetales; 


gi| 219857625 


6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinoba 
332450 Bacteria_16S 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial 


cteridae; Actinomycetales; Corynebacterineae; 


gi|219857624 
sequenc 


chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 


Pseudonocardiaceae; 
332450 Bacteria_16S 


strain PK-Blue 16 


strain NRCM 00-25 


Pseudonocardia. 
2168497 2168429 7 


2218440 2218407 40 


2233600 2233567 40 


2247261 22471937 


73 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


73 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
332450 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
332450 Bacteria_16S 


73 


73 


gi|219857623 
2167280 21687 


gi|219857587 
22172 


gi|219857577 
22324 


gi|219857568 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


; Streptomyces. 


2111381 2112761 Mycoba 
Corynebacterineae; Mycobacteriaceae; 


inomycetales; 


sequence 2129523 213098 


Actinomycetales; 


inomycetales; 


inomycetales; 


Corynebacterineae; M 


Actinomycetales; 


ref|NR_025261.1 


ref|NR_026099.2 


ref|NR_025250.1 


ref |NR_025249.1 


ref|NR_025238.1 
2128040 212947 
Corynebact 


ref |NR_025237.1 


ref|NR_025236.1 
2131039 213248 
Corynebact 


ref|NR_025235.1 
2132540 213398 
Corynebact 


ref |NR_025234.1 
40 2135523 Mycoba 


ref |NR_025233.1 
74 2137022 Mycoba 
Mycobacteri 
ref|NR_025231.1 

2138615 214004 
Pseu 


ref|NR_025225.1 
14 Mycobacterium 
Mycobacteri 
ref|NR_025224.1 
Pseudonocar 
NR_025219.1 


ref 


ref|NR_025214.1 
35 Mycobacterium 
Mycobacteri 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


ref|NR_025212.1 
69 Streptomyces 


ref|NR_025175.1 
72 2218741 Mycoba 
Mycobacteri 
ref|NR_025165.1 
22 2233905 Gordon 
Gordoniacea 


Nocardioides 


2099138 2100621 Nocardioides aquiterrae 
Propionibacterineae; 


Nocardioidaceae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 
Clostridiaceae; Clostridium. 


Streptomyces humiferus 


humiferus Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 
Mycobacterium 
cterium pinnipedii 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 

cterium brumae Bacteria; 

aceae; Mycobacterium. 
Amycolatopsis 
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donocardineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Prauserella halophila 


78 Prauserella halophila Bacteria; 
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diaceae; Prauserella. 
Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
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saceae; 
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2246040 224756 


Streptomyces 
5 Streptomyces 


Streptomycineae; 


332450 Bacteria_16S 2248838 2248770 7 73 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

332450 Bacteria_16S 2253397 2253364 40 73 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
332450 Bacteria_16S 2258026 2257958 7 73 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

332450 Bacteria_16S 2261149 2261081 7 13 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

332450 Bacteria_16S 2309739 2309706 40 73 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
332450 Bacteria_16S 2311245 2311212 40 73 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

332450 Bacteria_16S 2327967 2327934 40 73 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
332450 Bacteria_16S 2342927 2342894 40 73 gi|219857500|ref|NR_025088.1| Crossiella equi strain 


NRRL B-24104 16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


332450 Bacteria_16S 


marinus strain sr 
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332450 Bacteria_16S 
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332450 Bacteria_16S 
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332450 Bacteria_16S 
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332450 Bacteria_16S 
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332450 Bacteria_16S 
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332450 Bacteria_16S 
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al 
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ue 
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219857454 


219857370 


219857354 


219857285 


ia; 
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332450 Bacteria_16S 


6S ribosomal RNA, partial sequence 2593502 25949 
ctinobacteridae; Actinomycetales; Corynebacterin 
2609983 2609950 40 73 gi|219857259 
n N1165 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
e; Amycolatopsis. 
2611556 2611523 40 73 gi| 219857258 


Actinomycet 


eae; Pseudonocar 
ref|NR_025086.1 

2343294 234473 
ales; Propio 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref |NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto 


ref|NR_024945.1 
m. 
ref |NR_024942.1 

2534307 253578 
ales; Propioniba 


’ 


ref|NR_024916.1 
2573428 257495 
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ref |NR_024907.1 
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ales; Propioniba 


v 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref|NR_024890.1 

2608828 261032 
etales; Pseudono 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Actinopolymorpha 

5 Actinopolymorpha 

nibacterineae; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Amycolatopsis 
2 Amycolatopsis 
cardineae; 


ref|NR_024889.1 


Prauserella rugosa 


strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


332450 Bacteria_16S 2613083 2613050 40 73 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
332450 Bacteria_16S 2626972 2626939 40 73 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

332450 Bacteria_16S 2640671 2640638 40 73 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
332450 Bacteria_16S 2657346 2657313 40 73 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

332450 Bacteria_16S 2658870 2658837 40 73 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

332450 Bacteria_16S 2660390 2660357 40 73 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

332450 Bacteria_16S 2667732 2667699 40 ye gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

332450 Bacteria_16S 2669247 2669214 40 13 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

332450 Bacteria_16S 2670790 2670757 40 73 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

332450 Bacteria_16S 2683011 2682943 7 73 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 2693319 2693286 40 73 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

332450 Bacteria_16S 2703909 2703841 7 73 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

332450 Bacteria_16S 2724910 2724877 40 73 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
332450 Bacteria_16S 2751662 2751629 40 73 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

332450 Bacteria_16S 2753158 2753125 40 73 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

332450 Bacteria_16S 2754654 2754621 40 73 gi|219857150|ref|NR_024778.1| Planomonospora alba 
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6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
219856903 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial seq 
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1| Eubacterium multiforme 
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aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 


2940209 2940176 40 


2941730 2941697 40 


Micromonosporaceae; Virgisporangium. 


332450 Bacteria_16S 
ochraceum strain 


2943246 2943213 40 


YU655-43 16S ribosomal RNA, partial sequence 


ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Virgisporangium. 


332450 Bacteria_16S 
strain IFO 16068 


332450 Bacteria_16S 


phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 
Microlunatus. 


Propionibacteriaceae; 
332450 Bacteria_16S 
antarctica strain 


Nocardioidaceae; 
332450 Bacteria_16S 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
332450 Bacteria_16S 


thermolineatus strain A1484 16S ribosomal RNA, partial 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
332450 Bacteria_16S 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
332450 Bacteria_16S 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Marmoricola. 


Nocardioidaceae; 
332450 Bacteria_16S 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 
Gordonia. 


Gordoniaceae; 
332450 Bacteria_16S 


strain DS1 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
332450 Bacteria_16S 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 


sartagoforme Bacteria; 
332450 Bacteria_16S 


strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


332450 Bacteria_16S 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; 


Thermoanaerobacter. 
332450 Bacteria_16S 


gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 


2955331 2955298 40 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


2968967 2968934 40 


2970495 2970462 40 


AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


2978174 2978106 7 


2979706 2979638 7 


2981240 29811727 


3013115 3013082 40 


3023696 3023663 40 


3035890 3035822 7 


Clostridiales; 
3037413 3037345 7 


Firmicutes; 
3040424 3040391 40 


3084397 3084329 7 
Firmicutes; 


3103738 3103705 40 


Micromonosporaceae; Verrucosispora. 


332450 Bacteria_16S 
strain ATCC 25470 


332450 Bacteria_16S 
mathranii strain 
Bacteria; Firmicutes; 
332450 Bacteria_16S 


griseocarneus strain DSM 40004 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
332450 Bacteria_16S 


strain WV6 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


16S ribosomal 


Clostridia; 


3105297 3105229 7 


3174786 3174718 7 


A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


3237021 3236953 7 


3249174 3249106 7 


Clostridiales; 


Clostridia; 


Clostridia; 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, 


Clostridiaceae; 


73 gi| 219856830 


2939058 29405 


73 gi|219856829 


73 gi| 219856828 


73 gi| 219856820 


73 gi| 219846945 


73 gi|219846944 


Actinomyce 


73 gi|219846938 


Actinomyc 


73 219846937 
sequence 


Actino: 


gi 


73 gi| 219846936 


Actino: 
73 gi| 219846915 
Actinomyc 


73 219846908 


sequence 


gi 


73 gi|219846899|ref|NR_026491.1 
3034695 30361 
Clostridiaceae; Clostridium. 
73 gi|219846898|ref|NR_026490.1 
3036217 303768 
Clostridiales; Clostridiaceae; Clo 
73 gi|219846896|ref|NR_026488.1 


73 gi| 219846866 


Thermoanaerobacte 


73 gi| 219846853 


73 219846852 


31040 


gi 


73 219846805 


31735 


gi 


73 gi| 219846763 


Actinomycetales; 


Actinomycetales; 


Streptomycineae; Streptomyceta 


Thermoanaerobacteraceae 


complete sequence 3235806 323732 
Actinomycetales; 


ref|NR_024649.1 


ref|NR_024648.1 


ref|NR_024647.1 


ref|NR_024639.1 


ref |NR_026537.1 


ref|NR_026536.1 


ref |NR_026530.1 


etales; 


ref |NR_026529.1 


mycetales; 


ref|NR_026528.1 
2980041 298152 
mycetales; 


ref|NR_026507.1 
3011945 301344 


ref|NR_026500.1 
3022528 302398 


Gordoniacea 
ref |NR_026458.1 

3083185 308466 
rales; Thermoana 
ref|NR_026445.1 
102586 310404 
Micromo 


w 


ref|NR_026444.1 
98 3105578 Strept 


ref |NR_026397.1 
65 3175071 Thermo 
ref |NR_026355.1 


Strept 


73 gi|219846755 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Virgisporangium 


2940579 2942047 Virgisporangium 
Micromonosporineae; 


Virgisporangium 


2942098 2943563 virgisporangium 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
Gordoniaceae; 


Gordonia. 
Microlunatus 


2967820 2969287 Microlunatus 
Actinomycetales; Propionibacterineae; 


Friedmanniella 


2969338 2970810 Friedmanniella 
tales; Propionibacterineae; 


Streptomyces 


2976976 2978459 Streptomyces 
Streptomycineae; 


Streptomyces 


2978510 2979990 Streptomyces 
Streptomycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Marmoricola 
1 Marmoricola 


etales; Propionibacterineae; 


Gordonia 
4 Gordonia 


tinomycetales; Corynebacterineae; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 

6 Clostridium 

stridium. 

Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Thermoanaerobacter 
anaerobacter mathranii 

; Thermoanaerobacter. 
Streptomyces 

0 Streptomyces 
omycineae; 


ref |NR_026347.1 


Clostridium isatidis 


3247999 3249330 Clostridium isatidis Bacteria; 
Clostridium. 


332450 Bacteria_16S 3250530 3250497 40 73 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 
strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 3250829 Nonomuraea salmonea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
332450 Bacteria_16S 3252030 3251997 40 73 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 
332450 Bacteria_16S 3253528 3253495 40 73 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
332450 Bacteria_16S 3255025 3254992 40 73 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
332450 Bacteria_16S 3261068 3261035 40 73 gi| 219846747 |ref|NR_026339.1| Nocardiopsis 
dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 3259907 3261367 
Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
332450 Bacteria_16S 3265620 3265552 7 73 gi| 219846744 |ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
332450 Bacteria_16S 3324888 3324855 40 73 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
332450 Bacteria_16S 3326415 3326382 40 13 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
332450 Bacteria_16S 3327936 3327903 40 73 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
332450 Bacteria_16S 3329455 3329422 40 73 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
332450 Bacteria_16S 3332512 3332479 40 73 gi|219846697|ref|NR_026289.1| Pilimelia anulata 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
332450 Bacteria_16S 3334007 3333974 40 73 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
332450 Bacteria_16S 3335501 3335468 40 73 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
332450 Bacteria_16S 3336997 3336964 40 73 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
332450 Bacteria_16S 3338506 3338473 40 13 gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
332450 Bacteria_16S 3340018 3339985 40 73 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
332450 Bacteria_16S 3341542 3341509 40 73 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
332450 Bacteria_16S 3343068 3343035 40 73 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
332450 Bacteria_16S 3344588 3344555 40 73 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
332450 Bacteria_16S 3346116 3346083 40 73 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
332450 Bacteria_16S 
halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 
332450 Bacteria_16S 
coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 
332450 Bacteria_16S 3369154 3369121 40 73 gi 
claviforme strain DSM 44127 16S ribosomal RNA, partial 
claviforme Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; Streptosporangium. 

332450 Bacteria_16S 3370652 3370619 40 73 gi 
carneum strain DSM 44125 16S ribosomal RNA, partial seq 
carneum Bacteria; Actinobacteria; Actinobacteridae; Act 
Streptosporangiaceae; Streptosporangium. 

332450 Bacteria_16S 3372149 3372116 40 73 gi 
album strain DSM 43023 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangium. 
332450 Bacteria_16S 3448652 3448584 7 73 gi 
subrutilus strain DSM 40445 16S ribosomal RNA, complete 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

332450 Bacteria_16S 3450219 34501517 73 gi 
strain NRRL 2418 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomyces. 
332450 Bacteria_16S 
strain DSM 40089 


3347642 3347609 40 73 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


219846686 
ce 33464 
al Micr 


ref|NR_026278.1| Micromonospora 

76 3347951 Micromonospora halophytica 
es; omonosporineae; Micromonosporaceae; 
3349168 3349135 40 73 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


219846685 
33480 
Micr 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
ales; omonosporineae; Micromonosporaceae; 
219846671 
sequence 


Actinomyce 


ref|NR_026263.1 
3368004 336944 
tales; Streptosp 


Streptosporangium 
8 Streptosporangium 
orangineae; 


219846670 
uence 
inomycetal 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


Streptosporangium 
8 Streptosporangium 
ngineae; 


219846669 
nce 33709 
ales; Stre 


ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


219846611 
sequence 
Actinomyce 


ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


Streptomyces 
2 Streptomyces 
cineae; 


219846610 
34490 
Stre 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


Streptomyces caelestis 
omyces caelestis 

ales; eptomycetaceae; 
3485198 3485130 7 73 gi|219846586 
16S ribosomal RNA, partial sequence 3483983 34854 


ref|NR_026178.1| Streptomyces galbus 
99 Streptomyces galbus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
332450 Bacteria_16S 3486765 3486697 7 73 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

332450 Bacteria_16S 3491394 3491326 7 73 gi|219846582|ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

332450 Bacteria_16S 3492890 3492857 40 73 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

332450 Bacteria_16S 3494472 34944047 73 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 

332450 Bacteria_16S 3495852 3495784 7 73 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

332450 Bacteria_16S 3497388 34973207 73 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

332450 Bacteria_16S 3501853 3501785 7 73 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 3524606 3524573 40 73 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

332450 Bacteria_16S 3526115 3526047 7 73 gi|219846559|ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 3529217 3529149 7 73 gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 3532244 35321767 73 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 


DSM 316 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Clostridiaceae; 


3531057 3532455 Sarcina maxima Bacteria; 
Sarcina. 


Firmicutes; 


332450 Bacteria_ 


strain DSM 286 16 


Firmicutes; 
332450 Bacteria_ 


paraputrificum st 
paraputrificum Bacteria; 


332450 Bacteria_ 


thermopalmarium s 
thermopalmarium Bacteria; 


332450 Bacteria_ 


strain BL 70/20 1 


Firmicutes; 
332450 Bacteria_ 


cellobioparum str 
cellobioparum Bacteria; 


332450 Bacteria_ 


lentocellum strai 


Bacteria; 
332450 Bacteria_ 
hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 


332450 Bacteria_16S 


Clostridia; 


Clostridia; 


Firmicutes; 


16S 3533690 3533622 7 73 

S ribosomal RNA, partial sequence 
Clostridiales; 

3550770 3550702 7 


16S 73 


Firmicutes; Clostridia; 
16S 3584085 3584017 7 73 

Firmicutes; Clostridia; 
16S 3593376 3593308 7 73 
Clostridiales; 


16S 3594908 35948217 93 


Firmicutes; Clostridia; 
16S 3597979 35979117 73 


Clostridia; Clostridiales; 


16S 3608667 3608634 40 73 


Mycobacterium. 


3616239 3616206 40 73 


Clostridiaceae; 


train BVP 16S ribosomal RNA, partial sequence 
Clostridiales; 


6S ribosomal RNA, partial sequence 3592199 35936 
Clostridiaceae; 


ain DSM 1351 16S ribosomal RNA, partial 
Clostridiales; 


n RHM5 16S ribosomal RNA, partial sequence 35967 
Lachnospiraceae; 


ATCC 9874 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


strain 1066 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
3617750 3617717 40 
Ko2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


332450 Bacteria_16S 
komossense strain 


Mycobacterium. 


332450 Bacteria_16S 


Corynebacterineae; 
332450 Bacteria_16S 


3623379 3623346 40 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, 
avium subsp. paratuberculosis Bacteria; Actinobacteria; 


73 


73 


73 


strain 3015 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
3626425 3626392 40 
16S ribosomal RNA, 


332450 Bacteria_16S 
strain ATCC 35799 


73 


complete sequence 


gi|219846554 
3532506 35339 
Sarcina. 


gi|219846543 


rain ATCC 25780 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi|219846520 


gi|219846513 


219846512 
sequence 
cl 
219846509 


gi 


gi 


gi|219846500 


gi|219846495 
3615060 36165 


219846494 
36165 
Cory 


gi 


219846490 
partial se 
Actinobac 


gi 


Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex ( 
3624880 3624847 40 


gi|219846489 
3623734 36252 


219846488 
36252 


gi 


Clostridiaceae; 


Clostridium. 


inomycetales; 


ref|NR_026146.1| Sarcina ventriculi 

66 Sarcina ventriculi Bacteria; 
ref|NR_026135.1| Clostridium 

3549572 3551038 Clostridium 

Clostridium. 
Clostridium 

5 Clostridium 

Clostridiaceae; Clostridium. 

ref Be Clostridium puniceum 

66 Clostridium puniceum Bacteria; 


Clostridium 
3 Clostridium 
ostridiaceae; Clostridium. 
NR_026101.1| Clostridium 
93 3598277 Clostridium lentocellum 
Cellulosilyticum. 
ref|NR_026092.1| Mycobacterium 
3607525 3608920 Mycobacterium 

Corynebacterineae; 


ref Mycobacterium gadium 


NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


ref|NR_026082.1 
quence 362222 
teridae; 


ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 


gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


Actinomycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

332450 Bacteria_16S 3637170 3637137 40 73 gi|219846481|ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

332450 Bacteria_16S 3638750 3638682 7 73 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

332450 Bacteria_16S 3640302 3640234 7 73 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

332450 Bacteria_16S 3654055 3653991 8 70 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
332450 Bacteria_16S 3664763 3664730 40 73 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

332450 Bacteria_16S 3699602 3699535 8 73 gi| 219846437 |ref|NR_026028.1| Desulfomicrobium 


apsheronum strain 
Bacteria; 
332450 Bacteria_16S 
strain Pasteur II 
Firmicutes; Clostridi 
332450 Bacteria_16S 


auranticolor strain 253 16S ribosomal RNA, partial sequence 37119 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 
332450 Bacteria_16S 


3714568 3714535 40 


1105 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


73 


36983 


Micromonosporineae; 


59 3699831 Desul 


gi| 219846427 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


fomicrobium apsheronum 
; Desulfomicrobiaceae; 


Desulfomicrobium. 


3711635 3711567 7 73 gi|219846429|ref|NR_026020.1| Clostridium septicum 
I 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
a; Clostridiales; Clostridiaceae; Clostridium. 
3713107 3713074 40 73 gi|219846428|ref|NR_026019.1]| Actinoplanes 


82 3713392 Actinoplanes auranticolor 
Micromonosporaceae; 


ref|NR_026018.1 
3713443 371485 


Actinoplanes 
3 Actinoplanes 


332450 Bacteria_16S 
strain 2585 16S r 
Clost 
332450 Bacteria_16S 


Firmicutes; 


hassiacum strain 


Bacteria; Actinob 


Mycobacterium. 


332450 Bacteria_16S 
verrucosospora st 
verrucosospora Ba 
Thermomonosporace 
332450 Bacteria_16S 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


332450 Bacteria_16S 


strain FD 25934 1 


Actinomadura. 


332450 Bacteria_16S 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


332450 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


332450 Bacteria_16S 


strain IFO 14679 


Actinomadura. 


332450 Bacteria_16S 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


332450 Bacteria_16S 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


332450 Bacteria_16S 


strain IFO 14097 


strain IFO 14525 


strain IFO 14345 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


332450 Bacteria_16S 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


332450 Bacteria_16S 


strain IFO 14094 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


strain IFO 13155 


strain IFO 14745 


ovipneumoniae str 
ovipneumoniae Bac 


332450 Bacteria_16S 


3720605 3720537 7 73 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 
3722110 3722077 40 73 gi 


gi 


3725162 3725129 40 73 gi 
rain A-184 16S ribosomal RNA, partial 


Actinomadura. 
3726623 3726590 40 73 gi 
ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Actinomadura. 
3728075 3728042 40 


ae; 


73 gi 


Stre 


3729530 3729497 40 73 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 
3730987 3730954 40 73 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 
3732443 3732410 40 


73 gi 


Stre 


3733905 3733872 40 73 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

3735371 3735338 40 73 gi 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
eae; Microbispora. 
3736829 3736796 40 73 gi 
Stre 


3738290 3738257 40 73 gi 
Stre 


3739755 3739722 40 73 gi 
Stre 
3741219 3741186 40 73 gi 
Mt-3 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


3742682 3742649 40 73 
ribosomal RNA, partial sequence 


gi 
Stre 


3744146 3744113 40 73 gi 
Stre 
3745612 3745579 40 73 gi 
ibosomal RNA, partial sequence 
Stre 
3747070 3747037 40 73 gi 
Stre 


3748533 3748500 40 73 gi 
Stre 
3751617 3751549 7 73 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 


3851404 3851336 7 73 gi 


3719395 37209 


3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


cteria; Actinobacteria; Actinobacterid 


6S ribosomal RNA, partial sequence 3726957 372 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 3731323 373 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 
16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 
16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


3741557 37429 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 
3744485 37458 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 
16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


219846422 


Clostridiu 
219846420 
ce 37209 
ales; Cory 
219846418 
sequence 
ae; Acti 


: no 


219846417 
al sequenc 
e; Actinom 


219846416 
83 
ptosporang 
219846415 
1 sequence 
idae; Acti 


219846414 
sequence 
Actinomyce 
219846413 
27 
ptosporang 

219846412 
equence 


; Actino 


my’ 


219846411 
quence 


e; Actinom 


219846410 


ptosporang 
219846409 


ptosporang 
219846408 


ptosporang 
219846407 
ce 37400 


ales; Stre 


219846406 
ptosporang 
219846405 


ptosporang 
219846404 


ptosporang 
219846403 


ptosporang 
219846402 


ptosporang 
219846398 
quence 
asmataceae 


ref 


m. 
ref 


ref 
myce 
ref 
ycet 

ref 
inea 

ref 
nomy' 
ref 
tale 

ref 
inea 

ref 
ceta 
ref 
ycet 
ref 


inea 
ref 


inea 
ref 


inea 
ref 


ptos 
ref 
inea 
ref 


inea 
ref 
inea 
ref 
inea 
ref 


inea 
ref 


v My 


219846328 


52 3722442 Mycob 


neba 


3724040 37254 


e 3725501 37269 


59 Actinomadura 


3728410 37298 


3729869 37312 


31 Actinomadura 


3732782 37341 


3734241 37356 


91 3741506 Micro 


3750418 37518 


NR_026013.1 


NR_026011.1 
a 
cterineae; 


NR_026009.1 
5 
tales; Strep 
NR_026008.1 
0 
t 


ales; Strep 


NR_026007.1 


e; Thermomon 
NR_026006.1 
1 
cetales; Str 
NR_026005.1 
7 
p 


s; Streptos 


NR_026004.1 


e; Thermomon 
NR_026003.1 
9 
les; Strepto 
NR_026002.1 
5 
t 


ales; Strep 


NR_026001.1 


e; Streptosp 
NR_026000.1 


e; Streptosp 
NR_025999.1 


e; Streptosp 
NR_025998.1 

t 
porangineae; 


NR_025997.1 


e; Streptosp 


NR_025996.1 


e; Streptosp 
NR_025995.1 


e; Streptosp 
NR_025994.1 


e; Streptosp 
NR_025993.1 


e; Streptosp 
NR_025989.1 
9 
coplasma. 


ref 


cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Mycobacterium 
cterium hassiacum 


Mycobacteriaceae; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 


osporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Mycoplasma 
2 Mycoplasma 


NR_025918.1 
385021 


Bacteroides 
8 3851681 Bacteroides 


cellulosolvens ATCC 35603 Bacteria; 


Ruminococcaceae. 


332450 Bacteria_16S 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 

cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; 
332450 Bacteria_16S i 


brockii subsp. 


Herbidospora. 


332450 Bacteria_16S 
yamanashiensis st 
yamanashiensis Ba 
Micromonosporaceae; 
332450 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


strain ATCC 25495 


Bacteria; Actinob 


Streptomyces. 


332450 Bacteria_16S 
n ATCC 14975 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
332450 Bacteria_16S 
ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
332450 Bacteria_16S 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


eurythermus strai 
eurythermus Bacte 


neyagawaensis str 
neyagawaensis Bac 


diastatochromogen 
diastatochromogen 
Streptomycetaceae 


332450 Bacteria_16S 
in RL-110 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


332450 Bacteria_16S 


strain RL-34 16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


332450 Bacteria_16S 
strain JC2056 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
332450 Bacteria_16S 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 


332450 Bacteria_16S 
n UNMC-MY1349 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


nebraskense strai 
nebraskense Bacte 
Mycobacteriaceae; 


332450 Bacteria_16S 


strain SEBR 2582 
Proteobacteria; D 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


332450 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


3852916 3852848 7 


3883566 3883498 7 


3901950 3901917 40 


3918417 3918384 40 


Spirilliplanes. 
3920012 3919944 7 
16S ribosomal RNA, 


3921593 39215257 
16S ribosomal RNA, 


3923174 39231067 


Streptomyces. 
3924755 3924687 7 


Streptomyces. 
3926336 3926268 7 


; Streptomyces. 
3927916 3927848 7 


; Streptomyces. 
3929497 3929429 7 
ribosomal RNA, 


4039610 4039577 40 


Mycobacterium. 
4050230 4050197 40 


4051654 4051621 40 


Nocardioides. 
4063655 4063622 40 


Mycobacterium. 
4066798 4066730 7 


4074262 4074229 40 


Mycobacterium. 
4085031 4084979 42 


4107534 4107466 7 


Firmicutes; 


Thermoanaerobacteraceae; 


rain YU 127-1 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


acteria; Actinobacteridae; Actinomycetales; 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 
LTA-388 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 4065569 40 
eltaproteobacteria; Desulfovibrionales; 
332450 Bacteria_16S 
strain HSC68 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


F31 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Methylophilales; 
332450 Bacteria_16S 
strain PS-1 16S ribosomal RNA, partial sequence 


Clostridia; 


73 gi| 219846327 


73 gi|219846307 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
332450 Bacteria_16S 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


finnii Bacteria; 


73 gi| 219846294 


73 gi| 219846282 


73 219846277 


complete 


gi 


219846276 
sequence 
Actinomy 


13 gi 
complete 


73 gi| 219846275 

3928271 39298 
Streptomycinea 
73 gi|219846197 
Actinomyce 
73 gi| 219846187 
4049074 40504 
73 


gi|219846186 


Actinomyc 
73 gi|219846177 
complete sequen 
Actinomyc 
73 219846175 
669 
Desulfov 
219846170 
sequence 


gi 


73 gi 


Clostridiales; 


Ruminococcaceae; 


Firmicutes; 
Thermoanaerobacter. 


Streptosporangineae; 


sequence 3917267 39187 


Actinomycetales; 


ref|NR_025917.1 
3851732 38531 


68 Herbidospora 


ref|NR_025872.1 


3 


Actinomycetales; 

73 gi| 219846281 |ref|NR_025871.1 

complete sequence 39187 
Streptomycineae; Streptomycetaceae; 

73 gi|219846280|ref|NR_025870.1 

complete sequence 39203 
Streptomycineae; 
73 gi|219846279|ref|NR_025869.1 
complete sequence 3921948 392347 
Actinomycetales; 
73 gi| 219846278 |ref|NR_025868.1 
complete sequence 392352 


ref|NR_025867.1 
sequence 392511 


ref|NR_025866.1 
3926691 392822 
cetales; 


ref|NR_025865.1 
00 Streptomyces 
e; 
ref |NR_025787.1 

4038441 403994 
tales; Corynebac 


ref|NR_025777.1 
ineae; Nocardioi 
ref|NR_025776.1 

4050504 405187 
etales; Propioni 


ref|NR_025767.1 
ce 4062487 406399 
etales; Coryneba 


ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025760.1 

4073095 407456 


Ruminococcaceae; 


9 


unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 


ref|NR_025897.1| Thermoanaerobacter 
3882338 3883860 
Clostridia; 
ref|NR_025884.1| Herbidospora cretacea 


cretacea Bacteria; 
Streptosporangiaceae; 


Spirilliplanes 
6 Spirilliplanes 


Micromonosporineae; 


Streptomyces tendae 


87 3920316 Streptomyces tendae Bacteria; 


Streptomyces. 
Streptomyces sampsonii 


67 3921897 Streptomyces sampsonii 
Streptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Mycobacterium 

7 Mycobacterium 
terineae; 


Nocardioides aestuarii 


53 Nocardioides aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 
bacterineae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Mycobacterium 
2 Mycobacterium 


Actinomycetales; Corynebacterineae; 
95 gi|219846163|ref|NR_025753.1| Methylobacillus 
4083873 4085273 Methylobacillus pratensis 
Methylophilaceae; Methylobacillus. 
73 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


4106362 4107818 Acholeplasma pleciae Bacteria; 


332450 Bacteria_16S 


4112042 4112009 40 73 


strain DSA1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinoba 
332450 Bacteria_16S 
strain CPJVR-H 16S ribos 
Actinobacteria; Actinoba 
332450 Bacteria_16S 
chrysopicola strain DF-1 
chrysopicola Bacteria; 
332450 Bacteria_16S 


4127279 41272117 73 


4158160 4158092 7 73 


Tenericutes; Mollicutes; 
4184181 4184113 7 73 


omal RNA, partial sequence 
cteridae; Actinomycetales; 


gi 
4110861 4112376 Kribbella sol 
cteridae; Actinomycetales; Propionibacterineae; 
gi 
4126077 4127564 Streptomyces 
Streptomycineae; Streptomycetaceae; 
gi 
16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


gi 


219846144 


219846132 


219846109 


219846088 


thalassicus strain SC 562 16S ribosomal RNA, partial sequence 


thalassicus Bacteria; 
332450 Bacteria_16S 


olivochromogenes 
olivochromogenes 
Streptomycetaceae; 


strain B7319 16S 


Firmicutes; Clostridia; 


4202248 42021807 73 


4203746 4203678 7 73 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


4205293 42052257 73 


Clostridiales; 


gi 


gi 


4202580 4204027 Streptomyces 
Streptomycineae; Streptomycetaceae; 


gi 


219846074 


strain DSM 40451 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
332450 Bacteria_16S 


219846073 


219846072 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
332450 Bacteria_16S 


Streptomycetaceae; 


4211311 4211278 40 73 


gi 


219846068 


algeriensis strain SA 233 16S ribosomal RNA, partial sequence 


algeriensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; 
332450 Bacteria_16S 


Saccharothrix. 


4218958 4218925 40 73 


gi 


219846062 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
332450 Bacteria_16S 


Actinomadura. 


4234117 4234084 40 73 


strain M175 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
332450 Bacteria_16S 


96500 96433 8 73 


gi 


4232932 4234422 Mycobacterium 
nebacterineae; 


gi 


219846046 


265678999 


aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 


aespoeensis Bacteria; 


Desulfovibrio. 


332450 Bacteria_16S 


Proteobacteria; 


183314 183247 8 73 


strain 6VI 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 
332450 Bacteria_16S 


Clostridiales; 


188001 187934 8 73 


Deltaproteobacteria; 


Clostridiaceae; 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 


collagenovorans Bacteria; 
332450 Bacteria_16S 
argentinense strain ATCC 27322 16S ribosomal RNA, parti 
argentinense Bacteria; 
332450 Bacteria_16S 


Firmicutes; 
208008 207941 8 73 
Firmicutes; Clostridia; 

264417 264350 8 73 


Clostridia; 


burtonensis strain ACAM 188 16S ribosomal RNA, partial 


burtonensis Bacteria; 
332450 Bacteria_16S 


strain ATCC 23391 


Bacteroidetes; 


288523 288456 8 73 


Flavobacteria; 


gi 


16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


332450 Bacteria_16S 


374815 374748 8 73 


gi 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


strain 19glyl 16S 
Firmicutes; 


montpellierensis 
montpellierensis 


Bacteria; 
332450 Bacteria_16S 


Kitasatospora. 
332450 Bacteria_16S 


727051 726984 8 73 


ribosomal RNA, partial sequence 
Clostridia; 
332450 Bacteria_16S 

strain ADV 281.99 16S ribosomal RNA, p 
Clostridia; 


767170 767103 8 73 
Firmicutes; 


804066 803999 8 73 


strain PG14 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


332450 Bacteria_16S 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga 
Sphingobacteriales; Chi 


Bacteroidetes; 


Sphingobacteria; 
332450 Bacteria_16S 


941393 941318 8 81 


1054771 1054704 8 73 


gi 


Clostridiales; Veillonellaceae; 


gi 


gi 


802889 80433 


gi 


gi 


265678868 


265678805 
sequence 


265678564 


725825 727319 Succinispira 
Succinispira. 


265678535 


265678510 


265678418 


265678341 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Sulfurimonas. 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


artial sequence 
Clostridiales; 


tinophagaceae; 


ref|NR_025734.1 


ref|NR_025722.1 
ref 


NR_025699.1 


ref|NR_025678.1 


rs 


ref |NR_025664.1 


ref|NR_025663.1 


ref |NR_025662.1 


ref|NR_025658.1 


ref|NR_025652.1 


ref |NR_025636.1 


ref |NR_029307.1 
95265 96764 


ref |NR_029174.1 


ref|NR_029110.1 


ref|NR_028868.1 


ref|NR_028839.1 
ref 


NR_028813.1 


ref |NR_028720.1 


ref|NR_028643.1 
1053566 105500 


Nocardioidaceae; 


373661 375050 
Streptomycineae; 


765978 
Veillonellaceae; 


Kribbella solani 

ani Bacteria; 

Kribbella. 
Streptomyces africanus 
africanus Bacteria; 
Streptomyces. 
Spiroplasma 


4156944 4158458 Spiroplasma 
Spiroplasmataceae; 


Spiroplasma. 
Tepidibacter 


183005 4184408 Tepidibacter 
Peptostreptococcaceae; Tepidibacter. 


Streptomyces 


4201082 4202529 Streptomyces 
Streptomycineae; 


Streptomyces aureus 
aureus Bacteria; 
Streptomyces. 
Streptomyces 


4204078 4205565 Streptomyces 
Streptomycineae; 


Saccharothrix 


4210162 4211590 Saccharothrix 
Pseudonocardineae; 


Actinomadura 


4217823 4219291 Actinomadura 
Streptosporangineae; 


Mycobacterium shottsii 
shottsii Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Desulfovibrio 
Desulfovibrio 


Desulfovibrionales; Desulfovibrionaceae; 


gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
182124 183612 Clostridium irregulare Bacteria; 
Clostridium. 
gi|265678938|ref|NR_029246.1| Clostridium 
186799 188298 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi|265678924|ref|NR_029232.1| Clostridium 
al sequence 206801 208304 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi|265678884|ref|NR_029190.1| Psychroserpens 
sequence 263191 264674 Psychroserpens 
Flavobacteriales; Flavobacteriaceae; Psychroserpens. 


Mycoplasma felis 


287341 288773 Mycoplasma felis Bacteria; 


Kitasatospora 
Kitasatospora 


Succinispira mobilis 


mobilis Bacteria; 


Veillonella 

767386 Veillonella 
Veillonella. 
Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Chitinophaga pinensis 


pinensis Bacteria; 
Chitinophaga. 


Sulfurimonas 
2 Sulfurimonas 


332450 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


332450 Bacteria_16S 
n TA-67 16S ribosomal RNA, partial seq 


acidiphilus strai 
acidiphilus Bacte 


332450 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


332450 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


332450 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


332450 Bacteria_16S 


DSM 18053 16S rib 
Bacteria; Bactero 


332450 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


332450 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


332450 Bacteria_16S 


strain DSM 43049 


Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


332450 Bacteria_16S 


strain DSM 40597 


Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


purpurogeneiscler 


1062375 1062300 8 81 gi 

758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1063923 1063856 8 73 gi 


ria; Firmicutes; Bacillales; Alicyclob 
1101299 1101232 8 73 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
1128632 1128565 8 
B9A Se 
ia; Pro 


Clostridiaceae; 
73 gi 

ymour 16S ribosomal RNA, partia 

teobacteria; Epsilonproteobacte 


1167937 1167870 8 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; 
1199789 1199722 8 
osomal RNA, partial sequence 
idetes; Sphingobacteria; Sphingobacter 
1207396 1207329 8 73 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1329680 1329613 8 73 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1597774 1597707 8 73 gi 


73 gi 


Flavobacteriale 
13 gi 


Stre 
1599322 1599255 8 73 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1600870 1600803 8 


v 


73 gi 
Stre 
1602418 1602351 8 73 gi 
oticus strain DSM 43156 16S ribosomal 


265678336 
ce 10611 
iales; Chi 
265678335 
uence 

acillaceae 
265678309 


1100149 11015 


Clostridiu 
253680771 
1 sequence 
ria; Campy 


228719858 


1166738 11681 


s; Flavoba 
228715480 


1198618 12000 


iales; Fle 
228715354 
12061 
richales; 
219846090 
13284 
nellaceae; 
219878480 


16S ribosomal RNA, partial sequence 1596580 15980 


ptomycinea 
219878479 
partial s 
te 


219878478 


16S ribosomal RNA, partial sequence 1599676 16011 


ptomycinea 
219878477 
RNA, parti 


ridae; Actin 


ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref|NR_028611.1 


m. 
ref|NR_028019.1 

1127427 112890 
lobacterales; He 


ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; Psyc 
ref|NR_027533.1 


xibacteraceae; D 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
equence 159812 
omycetales; 


ref|NR_025617.1 
e; S 
ref 
als 


treptomyceta 
NR_025616.1 
equence 


Chitinophaga 
ophaga japonensis 
hitinophaga. 
Alicyclobacillus 
1 Alicyclobacillus 
us. 
Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 

Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Dialister invisus DSM 
ter invisus DSM 15470 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


73 Streptomyces violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


332450 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


332450 Bacteria_16S 


gelidilacus strai 
gelidilacus Bacte 


332450 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


332450 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


332450 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


332450 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


332450 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


332450 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


332450 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


332450 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


332450 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


Streptomycetaceae; Streptomyces. 


utes; Mollicutes; Mycoplasmataceae; My 
2209418 2209351 8 73 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2210946 2210879 8 73 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


1684483 1684416 8 73 gi| 219878419 
strain C/C-an/Bl 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; 

1713507 1713440 8 73 gi| 219878399 
n R-8899 16S ribosomal RNA, partial sequence 
ria; Bacteroidetes; Flavobacteria; Flavobacteria 

2051542 2051475 8 73 gi| 219878158 
6S ribosomal RNA, partial sequence 2050314 20518 
ridia; Clostridiales; Veillonellaceae; Anaerosin 

2198862 2198795 8 73 gi|219857600 
bosomal RNA, partial sequence 2197691 21991 
icutes; Mycoplasmataceae; Mycoplasma. 

2200360 2200293 8 73 gi| 219857599 
bosomal RNA, partial sequence 2199190 22006 
icutes; Mycoplasmataceae; Mycoplasma. 

2201871 2201804 8 73 gi| 219857598 
ribosomal RNA, partial sequence 2200688 22021 
icutes; Mycoplasmataceae; Mycoplasma. 

2203393 2203326 8 73 gi| 219857597 
rain 12MS 16S ribosomal RNA, partial sequence 
cteria; Tenericutes; Mollicutes; Mycoplasmatacea 

2204892 2204825 8 73 gi| 219857596 
bosomal RNA, partial sequence 2203720 22051 
icutes; Mycoplasmataceae; Mycoplasma. 

2206391 2206324 8 73 gi] 219857595 
in WR1 16S ribosomal RNA, partial sequence 22052 


coplasma. 
219857593 


2208244 22096 


219857592 


ref 
ence 


NR_025558.1 
168328 
Clostridiaceae; 
ref |NR_025538.1 
1712309 171377 
les; Flavobacter 


ref|NR_025297.1 


uS. 


ref|NR_025188.1 


ref|NR_025187.1 


ref|NR_025186.1 


e; Mycoplas 
ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025181.1 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 
Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


ref|NR_025180.1 


Mycoplasma cricetuli 


2209746 2211224 Mycoplasma cricetuli Bacteria; 


332450 Bacteria_16S 
strain RG-2C 16S 


332450 Bacteria_16S 
strain BbT2g 16S 


332450 Bacteria_16S 


2213946 2213879 8 


2215444 2215377 8 


2216944 2216877 8 


73 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


73 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


73 


strain 1340 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


332450 Bacteria_16S 


2279632 2279565 8 


73 


strain 105 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


332450 Bacteria_16S 


strain MIT 97-5075c 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


332450 Bacteria_16S 


2293214 2293147 8 


2338366 2338299 8 


73 


73 


strain BG29 16S ribosomal RNA, partial sequence 


Firmicutes; 
332450 Bacteria_16S 


sulfidophilum strain BR4 16S ribosomal RNA, 
sulfidophilum Bacteria; 


332450 Bacteria_16S 


dechloracetivorans strain SF3 16S ribosomal RNA, partial 
dechloracetivorans Bacteria; 


Desulfovibrionaceae; 
332450 Bacteria_16S 


Clostridia; 


Clostridiales; 
2339915 2339848 8 


Firmicutes; 
2356623 2356556 8 


Desulfovibrio. 
2365810 2365743 8 


Proteobacteria; 


Heliobacteriaceae; 


73 


complete sequence 
Clostridia; 


73 


Deltaproteobacteria; 


73 


strain E42 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


332450 Bacteria_16S 


equigenitalium strain T37 16S ribosomal RNA, partial sequence 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 


332450 Bacteria_16S 


2367320 2367253 8 


2376350 2376283 8 


73 


73 


strain PG30 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


332450 Bacteria_16S 


2377864 2377797 8 


73 


strain MMP-1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


332450 Bacteria_16S 


cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 
cinnamivorans Bacteria; 


332450 Bacteria_16S 


2431079 2431008 4 


Firmicutes; 
2480989 2480922 8 


73 


Clostridia; 


73 


strain H/T1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


332450 Bacteria_16S 
strain B1/T1 16S 


332450 Bacteria_16S 


strain M432/72 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


332450 Bacteria_16S 


caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; 


332450 Bacteria_16S 


lithotrophicum strain 42BKT 16S ribosomal RNA, partial 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 


332450 Bacteria_16S 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae 


332450 Bacteria_16S 
strain M663-98-1 
Firmicutes; 
332450 Bacteria_16S 


strain 2045-94 16S ribosomal RNA, partial sequence 
Bacillales; Bacillales Family XI. 


Firmicutes; 
332450 Bacteria_16S 


2484010 2483943 8 


2490067 2490000 8 


2690359 2690316 52 


2721895 2721828 8 


2729578 2729511 8 


3067804 3067737 8 


3142838 3142771 8 


3147308 3147241 8 


73 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


73 


96 


73 


73 


73 


16S ribosomal RNA, partial sequence 3066573 30679 
Bacillales; Bacillales Family XI. 


73 


73 


DSM 11303 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
332450 Bacteria_16S 


Deinococci; 
3159687 3159620 8 


Deinococcales; 


73 


Incertae 


Incertae 


gi| 219857590 
2212774 22142 


gi|219857589 
2214274 22157 


gi|219857588 
2215772 22172 


gi| 219857547 
2278443 22799 


219857536 
22920 


gi 


gi| 219857503 
2337153 23386 
Helioba 
gi| 219857502 
Clostridiales; He 

gi|219857490 
sequence 


gi|219857483 
2364627 23660 


gi|219857482 


gi| 219857476 
2375159 23766 


gi|219857475 
2376676 23781 
gi|219857437 
Clostridiales; 


gi| 219857396 
2479798 24812 


gi|219857394 
2482825 24842 


gi| 219857390 
2488881 24903 


gi|219857196 


219857174 
sequence 


gi 


gi|219857168 


gi|219846877 
Sedis; 
gi|219846827 
3141609 31431 
Sedis; 
gi|219846824 
3146120 31475 


Ruminococcaceae; P 


Hydrogenivirga. 


ref |NR_025178.1 


ref|NR_025177.1 


ref |NR_025176.1 


ref|NR_025135.1 


2355381 235691 


ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025064.1 


ref|NR_025063.1 


ref|NR_025025.1 
2429869 243135 


ref|NR_024984.1 


ref|NR_024982.1 


ref |NR_024978.1 


ref |NR_024824.1 
2689164 269065 


ref |NR_024802.1 
2720705 272211 


ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_026469.1 


ref 


NR_026419.1 


ref|NR_026416.1 


gi| 219846816 


arcachonense strain F1IF6 16S ribosomal RNA, partial sequence 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Sulfurospirillum. 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


ref|NR_025124.1| Helicobacter aurati 
20 2293474 Helicobacter aurati Bacteria; 
Helicobacteraceae; Helicobacter. 

ref|NR_025091.1| Heliobacterium undosum 
51 Heliobacterium undosum Bacteria; 
cterium. 
ref|NR_025090.1| Heliobacterium 

2338702 2340214 Heliobacterium 
liobacteriaceae; Heliobacterium. 
ref|NR_025078.1| Desulfovibrio 


7 Desulfovibrio 


Desulfovibrionales; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Papillibacter 

9 Papillibacter 
apillibacter. 
Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Hydrogenivirga 
5 Hydrogenivirga 


Sulfurovum 
0 Sulfurovum 


Alicyclobacillus 

6 Alicyclobacillus 
us. 

Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 
Deinococcaceae; Deinococcus. 


NR_026408.1 
158497 315992 


ref 


w 


Sulfurospirillum 
9 Sulfurospirillum 


332450 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


332450 Bacteria_16S 


strain M408/89/1 


Corynebacterium. 


332450 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


332450 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


332450 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


332450 Bacteria_16S 


acetireducens str 
acetireducens Bac 


332450 Bacteria_16S 


homopropionicum s 
homopropionicum B 


332450 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


332450 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


332450 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


332450 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


332450 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


332450 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


332450 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 
332450 Bact 
strain ST1 16S ri 
Proteobacteria; E 
332450 Bact 
strain CS1 16S ri 
Proteobacteria; E 
332450 Bact 
ATCC 35205 
Firmicutes; 


16S ri 
Clost 


332450 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


332450 Bacteria_16S 


strain DD 16S rib 
Tenericutes; Moll 


332450 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


332450 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


332450 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


eria_16S 


eria_16S 


eria_16S 


3168698 3168631 8 73 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3202258 3202191 8 73 gi 


3212732 3212665 8 73 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


3233944 3233877 8 73 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3286854 3286787 8 73 gi 
ridia; Clostridiales; Clostridiaceae; 

3483637 3483570 8 73 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3530711 3530644 8 73 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3585678 3585611 8 73 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3647897 3647830 8 73 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3698066 3697999 8 73 gi 


psilonproteobacteria; Campylobacterale 
3756157 3756090 8 73 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3766758 3766691 8 73 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
3802820 3802753 8 73 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3819682 3819615 8 73 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3822745 3822678 8 73 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3827327 3827260 8 73 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3830382 3830315 8 73 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
3833344 3833277 8 73 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Ruminococcaceae; 
3858957 3858890 8 73 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3885108 3885041 8 73 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4071305 4071238 8 73 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
4080449 4080382 8 73 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 


332450 Bacteria_16S 


strain SH 106 16S 


219846809 
sequence 

De 

219846787 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 


219846780 
al 
teria; 

219846765 
quence 
hl 

219846730 


16S ribosomal RNA, partial sequence 3285670 32871 
ostridiu 


cl 
219846587 
al 
diales; 
219846556 
ia 
ridiales; 

219846519 
ence 35844 
nellaceae; 
219846473 


3646715 36481 
Helicob 


S; 
219846438 


6S ribosomal RNA, partial sequence 3696887 36983 
Helicob 


S; 
219846395 


3754983 37564 


219846387 
ce 37655 
ibrionales 
219846361 


3801626 38030 
Helicob 


S; 
219846350 


3818485 38199 
Helicob 


S; 
219846348 


3821543 38230 
Helicob 


S; 
219846345 


3826129 38276 
Helicob 


S; 
219846342 


3829173 38306 
Helioba 


e; 
219846340 
38321 
Ruminococ 
219846323 


3857775 38592 


219846306 


3883911 38853 


219846172 


4070099 40715 


Veillonel 
219846166 


4079234 40807 


taceae; Sp 
265678918 


217218 217187 42 73 gi 
ribosomal RNA, partial sequence 


inococca 


bacterin 


sequenc 


amydiace 


sequenc 
cl 


1 sequen 


ref 


w 


les; 
ref 


eae; 


ref 


ref 


ae; 
ref 


m. 
ref 
ref 
Clos 
ref 
ref 
ref 


ref 


ref 


; De 
ref 


acte 
ref 


acte 
ref 


acte 
ref 


acte 
ref 


cter 
ref 


cus. 
ref 


ref 


ref 


la. 
ref 


irop 
ref 


167516 31689 


e 3211554 32129 
Campylo 


3232707 32342 


e 3482431 34839 
ostr 
ce 3529546 35310 
36 3585946 Phasc 


Pha 


55 Helicobacter 
acte 


08 Helicobacter 


acte 


67 3766920 Desul 


95 Helicobacter 


57 Helicobacter 


20 Helicobacter 


02 Helicobacter 


73 3833552 Rumin 


NR_026401.1 
8 

Deinococcac 
NR_026379.1 

Corynebacte 
NR_026372.1 
7 
bacterales; 


NR_026357.1 
4 
Parachlamydi 

NR_026322.1 


NR_026179.1 
3 
idiaceae; Cl 
NR_026148.1 
0 
tridiaceae; 
NR_026111.1 
° 
scolarctobac 
NR_026065.1 


raceae; Heli 
NR_026029.1 


raceae; Heli 


NR_025986.1 


NR_025978.1 
£ 
sulfovibrion 
NR_025952.1 


raceae; Heli 
NR_025941.1 


raceae; Heli 
NR_025939.1 


raceae; Heli 
NR_025935.1 


raceae; Heli 
NR_025932.1 


ium. 
NR_025930.1 
° 


NR_025913.1 
NR_025896.1 


NR_025762.1 


NR_025756.1 


lasma. 


Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Parachlamydia 
7 Parachlamydia 
a. 
Clostridium pascui 


40 Clostridium pascui Bacteria; 


Clostridium 
2 Clostridium 
ostridium. 
Clostridium 
6 Clostridium 
Clostridium. 
Phascolarctobacterium 
larctobacterium faecium 
terium. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Desulfovibrio 

ovibrio acrylicus 
aceae; Desulfovibrio. 
Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


NR_029226.1 


Blastopirellula marina 


216053 217555 Blastopirellula marina Bacteria; 


Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 


332450 Bacteria_ 


strain 9A01 16S r 
G 


Proteobacteria; 
332450 Bacteria_ 


tjernbergiae stra 
tjernbergiae Bact 


Acinetobacter. 
332450 Bacteria_ 


strain AB1110 16S 
G 
332450 Bacteria_16S 
strain B2 16S rib 
G 
332450 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain SJ 16S rib 
D 
332450 Bacteria_16S 
yonseiensis strai 


Proteobacteria; 


Bacteria; 


strain DSM 6984 1 
Proteobacteria; 


dejongeii strain 


Bacteria; Verruco 
332450 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bact 
332450 Bacteria_16S 
strain YT-1 16S r 
Deinococcus-Thermus; 
332450 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; 


strain W6 16S rib 
Firmicutes; Clost 


332450 Bacteria_16S 


paurometabolica s 


Firmicu 
332450 Bacteria_16S 
strain Se-1 16S r 
Deinococcus-Thermus; 
332450 Bacteria_16S 
strain RF-4 16S r 
Deinococcus-Thermus; 
332450 Bacteria_16S 
6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhod 
332450 Bacteria_16S 
fusiformis strain 
Bacteria; Verruco 
332450 Bacteria_16S 
debontii strain F 
Bacteria; Verruco 
332450 Bacteria_16S 
vanneervenii stra 
Bacteria; Verruco 
332450 Bacteria_16S 


B 


Sp 
332450 Bacteria_16S 


3705570 3705504 9 73 gi 
microbia; Verrucomicrobiae; Verrucomic 
3707088 3707022 9 73 gi 


microbia; Verrucomicrobiae; Verrucomic 
3708607 3708541 9 73 gi 


microbia; Verrucomicrobiae; Verrucomic 
3710125 3710059 9 73 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3763807 3763741 9 73 gi 


Firmicutes; Clostridia; 
3878876 3878810 9 73 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3979562 3979493 6 73 gi 
16S ribosomal RNA, partial sequence 
hingobacteria; 
151285 151218 8 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
740704 740671 40 73 gi 
train YIM 90007 16S ribosomal RNA, par 


eria; 
gi 


73 gi 


FC4 16S ribosomal RNA, partial sequen 


C3 16S ribosomal RNA, partial sequence 


in FC2 16S ribosomal RNA, partial sequ 


in ATCC 19171 16S ribosomal RNA, parti 
Clostrid 


Sphingobacteriales; Fle 


219846433 
ce 
robiales; 

219846432 


robiales; 

219846431 
en 
robiales; 

219846430 
e 
robiales; 

219846390 
al 
iales; 
219846310 


3877677 38791 


Thermus. 
219846239 


265678962 


150066 15156 
Clostridiu 


265678554 


ocyclaceae 


37043 


37058 


ce 37073 


37089 


sequenc 


Lac 


39784 
xibacterac 


tial seque 


; Thauera. 
ref |NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref|NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref|NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025900.1 


ref|NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref|NR_029270.1 


m. 
ref 
nce 


NR_028858.1 
739522 


16S 747973 747916 8 64 gi| 265678548 |ref|NR_028852.1| Acinetobacter gerneri 
ibosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

16S 750723 750666 8 64 gi| 265678546 |ref|NR_028850.1| Acinetobacter 

in 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 

eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

16S 752098 752041 8 64 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

753473 753416 8 64 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
osomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

936773 936742 42 73 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
osomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
eltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

2388475 2388421 51 105 gi| 219857468 |ref|NR_025056.1| Thermoanaerobacter 
n KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

2630110 2630044 9 73 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
ibosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 

Deinococci; Thermales; Thermaceae; Thermus. 

3022199 3022133 9 73 gi|219846909|ref|NR_026501.1| Thermus igniterrae 

ibosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 
3523103 3523057 46 93 gi|219846561|ref|NR_026153.1| Thauera aromatica 


32 Thauera aromatica Bacteria; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 


332450 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


332450 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


332450 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


332450 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


332450 Bacteria_16S 


aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 


aquimarinus Bacte 
Algoriphagus. 


ria; Bacteroidetes; Sphingobacteria; 


; Pseudonocardiaceae; Saccharomonospora. 
1007580 1007480 7 105 gi| 265678373 |ref|NR_028675.1 
ribosomal RNA, partial sequence 1006359 10077 
lales; Bacillaceae; Bacillus. 
1060848 1060814 7 41 gi| 265678337 |ref|NR_028639.1 
rain Tl 16S ribosomal RNA, partial sequence 1059624 106111 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 
1617495 1617426 6 73 gi|219878465|ref|NR_025604.1 
n LMG 21980 16S ribosomal RNA, partial sequence 1616292 161776 
ria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cycloba 
1619018 1618949 6 73 gi|219878464|ref|NR_025603.1 
16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphag 
1620541 1620472 6 73 gi| 219878463 |ref|NR_025602.1 


1619338 162081 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Algoriphagus 
4 Algoriphagus 
cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 
0 Algoriphagus 


Sphingobacteriales; Cyclobacteriaceae; 


332450 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


332450 Bacteria_16S 


entericus strain 
entericus Bacteri 


332450 Bacteria_16S 


strain M384 16S r 
Bacteroidetes; Ba 


332450 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


332450 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


332450 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


332450 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


332450 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


332450 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


332450 Bacteria_16S 


flavescens strain 
Bacteria; Actinob 
Microbacterium. 


332450 Bacteria_16S 


strain B 5329 16S 
Actinobacteria; A 


332450 Bacteria_16S 


strain HKI0088 16 
Actinobacteria; A 


332450 Bacteria_16S 


camporealensis st 
camporealensis Ba 
Corynebacteriacea 


332450 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


332450 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


332450 Bacteria_16S 


ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 


332450 Bacteria_16S 


cellulans strain 
cellulans Bacteri 
Promicromonospora 


332450 Bacteria_16S 


strain 136 16S ri 
Actinobacteria; A 


332450 Bacteria_16S 


strain CE40 16S r 
Actinobacteria; A 


332450 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


332450 Bacteria_16S 


strain Prevot 247 
Actinobacteria; A 


332450 Bacteria_16S 


strain 27 16S rib 


osomal RNA, partial sequence 


1622064 1621995 6 73 gi|219878462|ref|NR_025601.1]| Algoriphagus 
in LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
eria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 

1765311 1765247 8 73 gi|219878361|ref|NR_025500.1| Streptococcus 
CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2046859 2046790 6 73 gi|219878161|ref|NR_025300.1| Prevotella albensis 
ibosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

2072943 2072874 6 73 gi|219878142|ref|NR_025281.1| Prevotella enoeca 

16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

2633036 2632975 7 66 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 
S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

2702382 2702313 6 73 gi|219857187|ref|NR_024815.1| Prevotella shahii 
ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

2708454 2708385 6 73 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
n EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
ria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 

3789263 3789163 7 105 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 


3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 

19285 19217 7 13 gi|265679051|ref|NR_029359.1| Hymenobacter 
train AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 

33075 33042 40 73 gi| 265679042 |ref|NR_029350.1| Microbacterium 

401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

49539 49506 40 73 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 

ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 

66325 66292 40 73 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

69350 69317 40 73 gi|265679018|ref|NR_029326.1| Corynebacterium 
rain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

88742 88678 8 70 gi|265679004|ref|NR_029312.1| Capnocytophaga 
n A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

110135 110102 40 73 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 

RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

117945 117912 40 73 gi|265678984|ref|NR_029292.1| Corynebacterium 
CTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

119466 119433 40 73 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Cellulosimicrobium. 

120967 120934 40 73 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
bosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 

124055 124022 40 73 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
ibosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 

125525 125500 48 73 gi|265678979|ref|NR_029287.1| Nitrospira 
in NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
eria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

127106 127073 40 73 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
7B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

137672 137639 40 73 gi|265678971|ref|NR_029279.1| Oerskovia turbata 


136495 138004 Oerskovia turbata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 


332450 Bacteria_16S 139231 139198 40 73 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
332450 Bacteria_16S 140760 140727 40 73 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
332450 Bacteria_16S 148186 148153 40 73 gi| 265678964 |ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

332450 Bacteria_16S 159026 158993 40 73 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

332450 Bacteria_16S 160545 160512 40 73 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

332450 Bacteria_16S 163483 163450 40 73 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

332450 Bacteria_16S 221822 221789 40 73 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

332450 Bacteria_16S 246344 246311 40 73 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

332450 Bacteria_16S 287007 286974 40 73 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 
strain 01008 16S ribosomal RNA, partial sequence 285875 287290 Mycoplasma testudinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

332450 Bacteria_16S 325110 325042 7 73 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

332450 Bacteria_16S 326639 326571 7 73 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

332450 Bacteria_16S 328164 328096 7 73 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

332450 Bacteria_16S 337535 337467 7 73 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

332450 Bacteria_16S 349574 349541 40 73 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

332450 Bacteria_16S 377880 377847 40 73 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

332450 Bacteria_16S 390089 390056 40 73 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

332450 Bacteria_16S 397758 397725 40 73 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

332450 Bacteria_16S 399280 399247 40 73 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Noc 


332450 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


332450 Bacteria_16S 


strain XILO8 16S 


ardia. 
402421 402388 40 73 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 

407054 407021 40 
ribosomal RNA, 


’ 


73 
complete sequence 


gi 


265678787 


artial seq 
obacterida 


265678784 


ref |NR_029092.1 
uence 401266 
e; Actinomycetal 


ref 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


NR_029089.1 


Xylanibacterium ulmi 


405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanibacterium. 


332450 Bacteria_16S 


420971 420938 40 


73 gi 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 


antiquum Bacteria; 
Brevibacterium. 
332450 Bacteria_16S 


halotolerans strain YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


428760 428727 40 


Corynebacteriaceae; Corynebacterium. 


332450 Bacteria_16S 
J18 16S ribosomal 
Actinobacteridae; 
332450 Bacteria_16S 


467086 467053 40 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


510107 510074 40 


Actinobacteria; Actinobacteridae; Ac 


73 gi 


73 gi 


465880 467346 Rothi 


73 gi 


265678774 
sequence 


caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 


caspium Bacteria; 


Corynebacteriaceae; Corynebacterium. 


332450 Bacteria_16S 


ciconiae strain BS13 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
332450 Bacteria_16S 


IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


332450 Bacteria_16S 


aquilae strain S-613 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
332450 Bacteria_16S 


strain LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


332450 Bacteria_16S 
strain R9242 16S 


332450 Bacteria_16S 


525270 525237 40 


545082 545049 40 


552825 552792 40 


565053 565020 40 


569567 569534 40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


574066 574033 40 


Actinobacteria; Actinobacteridae; Act 


73 gi 


73 gi 


73 gi 


73 gi 


73 gi 


73 gi 


tuberculostearicum strain Medalle X 16S ribosomal RNA, 


tuberculostearicum Bacteria; Actinobacteria; Actinobact 


Corynebacteriaceae; Corynebacterium. 


332450 Bacteria_16S 


579961 579928 40 


73 gi 


glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 


glaucum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


332450 Bacteria_16S 
strain CCUG 42773 


332450 Bacteria_16S 
appendicis strain 


596608 596575 40 


608628 608595 40 


Actinobacteria; Actinobacteridae; Act 


73 gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


73 gi 


IMMIB R-3491 16S ribosomal RNA, parti 


appendicis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


332450 Bacteria_16S 
aerolatum strain 


Microbacterium. 
332450 Bacteria_16S 


strain Muenster 2000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


332450 Bacteria_16S 


619461 619428 40 


631529 631496 40 


642262 642229 40 


73 gi 


V-73 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


13 gi 


73 gi 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial 


lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Nesterenkonia. 


332450 Bacteria_16S 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria p 
Actinomycetales; Micrococcineae; Micr 


Actinobacteridae; 
332450 Bacteria_16S 


pluranimalium strain M430/94/2 16S ribosomal RNA, parti 
pluranimalium Bacteria; Actinobacteria; Actinobacterida 


648492 648459 40 


669390 669357 40 


Actinomycetaceae; Arcanobacterium. 


332450 Bacteria_16S 


strain M343/98/2 16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


332450 Bacteria_16S 


strain W16 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


674019 673986 40 


675478 675445 40 


73 gi 


13 gi 


73 gi 


73 gi 


Acti 


265678702 


265678689 


543951 54542 


265678684 


265678676 


563902 56532 
Micr 


265678673 


568394 56988 
nomycineae; 


265678670 


265678666 
sequence 


265678655 


265678646 


265678639 


265678630 


265678623 
sequence 


265678619 


265678603 


265678600 


265678599 


inomycetales; 


52414 
Cory 


nebacterineae; 


55170 
Cory 


ococcineae; 


inomycetales; 
59545 
nomycineae; 
al sequenc 


Actinomycetale 


61837 
Micrococ 


63034 
Micrococ 


ococcaceae; 


al sequenc 
e; Actinomycet 


ref 


ref 


ref 


ref 


ref 


ref 


Ac 
ref 


partial sequence 
eridae; Actino 


ref 


ref 


Ac 
ref 


ref 


ref 


ref 


ref 


Ko 
ref 


ref 


Ac 
ref 


419777 42127 
tinomycetales; 


6 525550 Coryn 


3 553077 Coryn 


1 Actinobaculum 
tinomycetaceae; 


578821 580286 
Corynebacterineae; 


e 607486 608955 


1 619715 Microb 


9 631823 Kytoco 
Dermacoccaceae; 


641107 642573 
Actinomyce 


NR_029079.1 


NR_029007.1 


NR_028994.1 


NR_028989.1 


NR_028981.1 


NR_028978.1 


NR_028975.1 
572888 


NR_028971.1 


NR_028960.1 


NR_028951.1 
s; Corynebac 
NR_028944.1 
cineae; Micr 


NR_028935.1 


cineae; 
NR_028928.1 


tales; Micro 


NR_028924.1 
olaris Bacte 
curia. 

NR_028908.1 


e 668320 669706 


ales; Actino 
NR_028905.1 


tinomycetace 


NR_028904.1 


Brevibacterium 


7 Brevibacterium 
Micrococcineae; 


Brevibacteriaceae; 


265678769|ref|NR_029074.1| Corynebacterium 
sequence 427586 429077 Corynebacterium 
Actinomycetales; Corynebacterineae; 
265678740|ref|NR_029045.1| Rothia amarae strain 

a amarae Bacteria; Actinobacteria; 
ococcaceae; Rothia. 
265678712|ref|NR_029017.1| Corynebacterium 
508981 510331 Corynebacterium 


Corynebacterineae; 


Corynebacterium 


ebacterium ciconiae 
nebacterineae; Corynebacteriaceae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 
Nocardiaceae; 


Nocardia. 
Corynebacterium 


ebacterium aquilae 
nebacterineae; Corynebacteriaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 
Microbacteriaceae; 


Rhodoglobus. 
Actinobaculum urinale 
urinale Bacteria; 
Actinobaculum. 
Corynebacterium 

574399 Corynebacterium 


mycetales; Corynebacterineae; 


Corynebacterium 
Corynebacterium 


Actinomyces funkei 


5 596820 Actinomyces funkei Bacteria; 
tinomycetaceae; Actinomyces. 


Corynebacterium 
Corynebacterium 
terineae; 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Kocuria polaris strain 
ria; Actinobacteria; 


Arcanobacterium 
Arcanobacterium 


mycineae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
nomycineae; 


ae; Actinomyces. 
Dermatophilus chelonae 


674316 675810 Dermatophilus chelonae Bacteria; 
Dermatophilaceae; 


Dermatophilus. 


332450 Bacteria_16S 
PB90-1 16S riboso: 
Opitutae; Opituta 
332450 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


332450 Bacteria_16S 


VKM Ac-1800 16S r 


332450 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


332450 Bacteria_16S 


strain S1 16S rib 


332450 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


332450 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


332450 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


332450 Bacteria_16S 


strain VKM Ac-180 


332450 Bacteria_16S 


VKM Ac-1401 16S r 


Actinobacteria; Actinobacteridae 
332450 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


332450 Bacteria_16S 


selenitireducens 
selenitireducens 


332450 Bacteria_16S 


strain Y9 16S rib 


332450 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


332450 Bacteria_16S 


strain NCTC 13004 


Bacteria; Proteob 


332450 Bacteria_16S 


696816 696752 9 71 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
mal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
les; Opitutaceae; Opitutus. 

730032 729964 7 73 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
bosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

756443 756410 40 13 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
ibosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

782537 782504 40 73 gi|265678524|ref|NR_028828.1| Xylanimonas 
train XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Xylanimonas. 

837590 837557 40 73 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
osomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

852584 852551 40 73 gi| 265678478 |ref|NR_028781.1| Kineococcus 
ain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 

Kineococcus. 

882803 882774 40 69 gi| 265678456 |ref|NR_028758.1| Catellatospora 
LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 

885888 885855 40 73 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
9 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

887424 887391 40 73 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
4 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

911984 911951 40 73 gi| 265678437 |ref|NR_028739.1| Leifsonia poae strain 
ibosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 

; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

921348 921280 7 73 gi|265678431|ref|NR_028733.1| Slackia 
s strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
s Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 

; Slackia. 

960001 959945 51 105 gi| 265678405 |ref|NR_028707.1| Bacillus 
strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

964565 964532 40 73 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
osomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

969191 969123 7 73 gi|265678398|ref|NR_028700.1| Kitasatospora 
rain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Kitasatospora. 
972313 972245 7 73 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

985950 985917 40 73 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 

6S ribosomal RNA, complete sequence 984769 986285 Acholeplasma vituli Bacteria; 


strain FC 097-2 1 
Tenericutes; Moll 


strain IFM 10035 
Actinobacteria; A 


332450 Bacteria_16S 


strain IFM 0784 1 
Actinobacteria; A 


332450 Bacteria_16S 


strain IFM 0575 1 
Actinobacteria; A 


332450 Bacteria_16S 


strain IFM 10084 
Actinobacteria; A 


332450 Bacteria_16S 


strain YZ-96 16S 
Actinobacteria; A 


1039493 1039460 40 73 gi 
ctinobacteridae; Actinomycetales; Cory 
1041002 1040969 40 73 gi 


ctinobacteridae; Actinomycetales; Cory 
1042540 1042507 40 73 gi 


ctinobacteridae; Actinomycetales; Cory 
1044100 1044067 40 73 gi 


ctinobacteridae; Actinomycetales; Cory 
1045656 1045623 40 73 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 


332450 Bacteria_16S 


16S ribosomal RNA, partial sequence 1038318 10398 
nebacterin 


6S ribosomal RNA, partial sequence 1039882 10413 
nebacterin 


6S ribosomal RNA, partial sequence 1041385 10428 
nebacterin 


16S ribosomal RNA, partial sequence 1042934 10444 
nebacterin 


1044481 10459 
nebacterin 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
332450 Bacteria_16S 


265678352 


265678351 


265678350 


265678349 


265678348 


1053232 1053199 40 73 gi 


eplasma. 
ref|NR_028654.1 

Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


eae; Nocardiacea 


265678342 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 


ref|NR_028644.1 


Nocardia asiatica 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


332450 Bacteria_16S 


1075776 1075743 40 


73 


gi 


265678327 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 


tukisamuensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 


Nocardiaceae; 
332450 Bacteria_16S 
strain YLM-32 16S 


332450 Bacteria_16S 


strain 14 16S ribosomal 
Actinobacteria; Actinoba 


332450 Bacteria_16S 
halophilum strain 


Microbacterium. 
332450 Bacteria_16S 
strain I-273 16S 


332450 Bacteria_16S 
serovar 3 str. 
serovar 3 str. 
332450 Bacteria_16S 
strain ES10.1 16S 


332450 Bacteria_16S 
sanguinis strain 


Brevibacterium. 
332450 Bacteria_16S 
sphenisci strain 
sphenisci Bacteria; 
Corynebacteriaceae; 
332450 Bacteria_16S 


CMS 76r 16S ribosomal RN 
Actino: 


Actinobacteridae; 
332450 Bacteria_16S 


strain IMMIB R-1434 16S 
Actinobacteria; Actinoba 


332450 Bacteria_16S 
multipartita DSM 


Nakamurella. 
332450 Bacteria_16S 


DSM 43833 16S ribosomal 
Bacteria; Actinobacteria; 


Thermobispora. 
332450 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 
332450 Bacteria_16S 
intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 
332450 Bacteria_16S 


76 16S 
Bacteria; Actinobacteria; 


ribosomal RNA, 
Actinobacteria; Actinoba 


ATCC 2781 
ATCC 27815 Bacteria; 


riboso 
Actinobacteria; Actinoba 


CF63 16 


Bacteria; Actinobacteria; 


CECT 59 
Acti 


44233 1 
44233 Bacteria; Actinobacteria; 


1077152 1077119 40 


1102769 1102736 40 


1113469 1113436 40 


1116535 1116502 40 


1122609 1122576 40 


1131606 1131573 40 


1133137 1133104 40 


1134618 1134585 40 


1139202 1139169 40 


1148272 1148239 40 


1161889 1161856 40 


1171008 1170975 40 


1172566 1172498 7 


1204356 1204288 7 


1205862 1205794 7 


73 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


73 


RNA, partial sequence 
cteridae; Actinomycetales; 


73 


73 


partial sequence 
cteridae; Actinomycetales; Kine 


73 


73 


mal RNA, partial sequence 
cteridae; Actinomycetales; 


73 


73 


73 


73 


73 


73 


RNA, partial sequence 


73 


Synergistetes; 


73 


73 


DSM 13279 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; 


Collinsella. 
332450 Bacteria_16S 
strain Cal06 16S 


332450 Bacteria_16S 


strain Se-3111 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


332450 Bacteria_16S 
variabilis strain 


Isoptericola. 
332450 Bacteria_16S 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 123481 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
332450 Bacteria_16S 


1217849 1217816 40 


1222321 1222288 40 


1226869 1226836 40 


1234500 1234467 40 


1257051 1257018 40 


Coriobacteridae; 


73 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


73 


73 


73 


73 


gi 


gi 


1101592 11031 
Micr 


gi 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


1115364 11168 


gi 


gi 


gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 


gi 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actin 


gi 


1169826 
Actinobacteridae; Actinomycetales; 


gi 


11002 16S ribosomal RNA, partial sequence 


11002 Bacteria; Synergistia; 


gi 


13280 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


gi 


1204671 1206128 Collinsella 
Coriobacteriales; 


gi 


1216681 1218148 Arthrobacter 


gi 


gi 


MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


Stre 


265678325 


1075986 10774 
Micr 


265678308 


265678300 


265678298 


228715451 


5 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


253680769 


1130448 1131904 Nocardiopsis 
ptosporangineae; 


253680768 


253680767 


90 16S ribosomal RNA, partial sequence 
nobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterium. 


253680764 


A, complete sequence 1138010 1139535 Leifsonia 
mycetales; Micrococcineae; Micr 


253680758 


228721225 


228719618 


228719312 


228715356 


228715355 


219878473 


e; Actinomycetales; 


ococcineae; 


ococcineae; 


Micrococcineae; 


obacteriaceae; 


1160739 1162206 Nakamu 
omycetales; 


1171294 Thermobispora 
Pseudonocardineae; P 


1171345 1172849 Dethio 
Synergistales; 


1203162 1204620 Collin 
Coriobacteriales; 


219878356 


1221167 12226 


219878300 


219878266 


219857144 


1225722 1227193 Isopte 
Micrococcineae; Prom 


Actinomycetales; 


ref|NR_028629.1 
1074605 107593 


ref 


NR_028627.1 


ref|NR_028610.1 


ref|NR_028601.1 


ref |NR_028599.1 


ref|NR_027532.1 
1121455 112289 


ref|NR_028017.1 


ref|NR_028016.1 


ref|NR_028015.1 
1133500 113488 
Corynebact 


ref|NR_028012.1 
rubra Bacte 
Leifsonia. 
ref|NR_028006.1 
Nocardiacea 
ref |NR_027604.1 


Frankineae; Na 


ref|NR_027583.1 


ref|NR_027582.1 
Syne 


ref |NR_027528.1 


Coriobacterine 
ref|NR_027527.1 
ref 


NR_025612.1 


Micrococcaceae 
ref|NR_025495.1 


Beutenbergiace 
ref |NR_025439.1 


ref|NR_025405.1 


Micro 


Rhodococcus 
5 Rhodococcus 


Corynebacterineae; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 
Rarobacteraceae; 


Rarobacter. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
Microbacteriaceae; 


Agromyces. 
Microbacterium 


1112307 1113789 Microbacterium halophilum 
Micrococcineae; Microbacteriaceae; 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
osporiineae; Kineosporiaceae; Kineosporia. 


Ureaplasma parvum 
3 Ureaplasma parvum 


Mycoplasmataceae; Ureaplasma. 


Nocardiopsis exhalans 


exhalans Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Brevibacterium 


1131955 1133449 Brevibacterium sanguinis 
Brevibacteriaceae; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Nocardia ignorata 


1147115 1148603 Nocardia ignorata Bacteria; 
nebacterineae; 


e; Nocardia. 
Nakamurella 

rella multipartita DSM 
kamurellaceae; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Collinsella 
sella intestinalis DSM 


ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 
Coriobacterineae; Co 


riobacteriaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Isoptericola 
ricola variabilis 
icromonosporaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


ref |NR_024772.1 


Corynebacterium 


efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
332450 Bacteria_16S 
mcbrellneri ATCC 


Brevibacteriaceae; 
332450 Bacteria_16S 
strain CBS 107.95 


332450 Bacteria_16S 


16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
332450 Bacteria_16S 


urealyticum DSM 7109 16S ribosomal RNA, partial sequence 


DSM 7109 Bacteria; 


1261559 1261526 40 


49030 16S ribosomal RNA, partial sequence 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 


1263001 1262968 40 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1266086 1266018 7 


1291611 1291578 40 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacteriaceae; Corynebacterium. 


332450 Bacteria_16S 


strain NCIMB 703055 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


332450 Bacteria_16S 


YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


332450 Bacteria_16S 


obscurus DSM 43160 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Geodermatophilus. 
332450 Bacteria_16S 


DSM 10542 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sanguibacter. 
332450 Bacteria_16S 
ferrooxidans DSM 


Acidimicrobiaceae; 
332450 Bacteria_16S 


cynodontis JCM 9733 16S ribosomal RNA, partial sequence 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; 
Leifsonia. 


Microbacteriaceae; 
332450 Bacteria_16S 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 
332450 Bacteria_16S 


spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; 


1299085 1299052 40 


1326641 1326608 40 


1345023 1344990 40 


1349623 1349590 40 


1361623 1361590 40 


1402270 1402237 40 


1449617 1449584 40 


1451065 1451032 40 


Corynebacteriaceae; Corynebacterium. 


332450 Bacteria_16S 
bernardiae strain 


Arcanobacterium. 
332450 Bacteria_16S 


strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


332450 Bacteria_16S 
strain IBS G15036 


Corynebacterium. 
332450 Bacteria_16S 
afermentans subsp. 


Actinomycetales; 
332450 Bacteria_16S 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 


1458485 1458452 40 


LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 145871 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; 


1461479 1461446 40 


1490453 1490420 40 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1500943 1500910 40 


afermentans strain CIP 103499 16S ribosomal RNA, complete sequ 
Corynebacterium afermentans subsp. 
Corynebacterineae; Corynebacteriaceae; 


1521819 1521786 40 


Nocardiaceae; Nocardia. 


332450 Bacteria_16S 
paranensis strain 


Streptomycetaceae; 
332450 Bacteria_16S 


papyrosolvens DSM 2782 16S ribosomal RNA, 
Firmicutes; 


2782 Bacteria; 


1556754 1556686 7 


HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


1577768 1577681 7 


Clostridia; 


Clostridiales; 


73 gi| 219846707 |ref|NR_026299.1 


Actinomycetales; 


73 gi| 219846681 |ref|NR_026273.1 


73 gi|219846539|ref|NR_026131.1 


Clostridium. 


73 gi|228720812|ref|NR_027597.1 


73 gi| 219846893 |ref|NR_026485.1 


73 gi|219846136|ref|NR_025726.1 
1325499 1326944 Nocardia alba 
Corynebacterineae; 


73 gi|228721038|ref|NR_027601.1 


73 gi|228720600|ref|NR_027595.1 
1348448 1349942 Sanguibacter 
Micrococcineae; 


73 gi|228719712|ref|NR_027584.1 


73 gi|228715351|ref|NR_027523.1 


Actinomycetales; Micrococc 


73 gi|224581421|ref|NR_027202.1 


Micrococcineae; 


73 gi|224581420|ref|NR_027201.1 


1449903 145131 
Actinomycetales; 
224581414 |ref 


73 gi NR_027195.1 


Actinomycetales; Actinomyc 


73 gi|224581412|ref|NR_027193.1 
Micrococcaceae 
219846947 |ref|NR_026539.1 

1489276 1490698 Coryne 


Corynebacterineae; C 


73 gi 


73 gi|219846622|ref|NR_026214.1 
afermentans Bacteria; Actinobacteria; 
Corynebacterium. 

73 gi|219857610|ref|NR_025199.1 


Actinomycetales; Coryn 


73 gi|219846194|ref|NR_025784.1 
1555586 155703 


Actinomycetales; Streptomy 


Nocardiaceae; 


Brevibacterium 


1260397 1261800 Brevibacterium mcbrellneri 
Micrococcineae; 


Dietzia natronolimnaea 


1261851 1263306 Dietzia natronolimnaea 
Corynebacterineae; Dietziaceae; 


Dietzia. 
Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridiaceae; 


Corynebacterium 


1290453 1291853 Corynebacterium urealyticum 
Corynebacterineae; 


Brevibacterium avium 


1297919 1299312 Brevibacterium avium Bacteria; 
Brevibacteriaceae; 


Brevibacterium. 
Nocardia alba strain 
Bacteria; 

Nocardia. 
Geodermatophilus 


1343850 1345331 Geodermatophilus obscurus DSM 
Frankineae; Geodermatophilaceae; 


Sanguibacter keddieii 


keddieii DSM 10542 
Sanguibacteraceae; 


Acidimicrobium 


10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; 
Acidimicrobium. 


Acidimicrobineae; 


Leifsonia xyli subsp. 


1401111 1402554 Leifsonia xyli subsp. 


ineae; 


Promicromonospora 
romonospora aerolata 


Promicromonosporaceae 7 


Corynebacterium 
6 Corynebacterium 


Corynebacterineae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Kocuria carniphila 


1460297 1461811 Kocuria carniphila Bacteria; 


; Kocuria. 
Corynebacterium durum 

bacterium durum 

orynebacteriaceae; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Nocardia 
6 Nocardia 
ebacterineae; 


Kitasatospora 
1 Kitasatospora 
cineae; 


93 gi|219846510|ref|NR_026102.1 
complete sequence 1576577 1578067 Clostr 
Clostridiaceae; Clostridium 


Clostridium 
idium papyrosolvens DSM 


332450 Bacteria_16S 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 


332450 Bacteria_16S 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
332450 Bacteria_16S 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 


1603945 1603912 40 73 


1605483 1605450 40 73 


1607024 1606991 40 73 


gi|219878475|ref|NR_025614.1 


gi|219878474|ref|NR_025613.1 


, 


gi|219878472|ref|NR_025611.1 


Brevibacterium 
1602772 1604264 Brevibacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Arthrobacter mysorens 


05 Arthrobacter mysorens Bacteria; 


Micrococcaceae; Arthrobacter. 
im Arthrobacter 
1605856 1607314 Arthrobacter 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


332450 Bacteria_16S 


bolidensis strain 


1626533 1626500 40 73 


gi|219878459|ref|NR_025598.1 
CCUG 47306 16S ribosomal RNA, partial sequence 


eal Arsenicicoccus 
1625384 1626850 Arsenicicoccus 


bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; 
332450 Bacteria_16S 
strain SNG49 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 
strain R2014 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 
strain R5292 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


Arsenicicoccus. 


1640144 1640111 40 73 


1669274 1669241 40 73 


1682928 1682895 40 73 


1698239 1698206 40 73 


Actinomycineae; 
gi|219878420|ref|NR_025559.1 


Actinomycineae; 
gi|219878409|ref|NR_025548.1 


gi|219878450|ref|NR_025589.1 


Nocardiopsis aegyptia 


1638983 1640469 Nocardiopsis aegyptia Bacteria; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
gi| 219878429 |ref|NR_025568.1 


Actinomyces nasicola 


1668114 1669588 Actinomyces nasicola Bacteria; 


Actinomycetaceae; Actinomyces. 
Actinomyces oricola 


1681727 1683234 Actinomyces oricola Bacteria; 


Actinomycetaceae; Actinomyces. 
Microbacterium 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


332450 Bacteria_16S 
atypicum strain R2070 16S ribosomal RNA, partial sequence 


1710473 1710440 40 73 


gi|219878401|ref|NR_025540.1 


Corynebacterium 


1709312 1710793 Corynebacterium atypicum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


332450 Bacteria_16S 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 


1736304 1736271 40 73 


gi| 219878384 |ref|NR_025523.1 


Actinomyces 
1735130 1736622 Actinomyces 


vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 
332450 Bacteria_16S 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 


1739350 1739317 40 73 


gi| 219878382 |ref|NR_025521.1 


Actinomyces 
1738160 1739681 Actinomyces 


cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


metallicus strain 


Actinomyces. 
332450 Bacteria_16S 


1744002 1743969 40 73 


R2A 16S ribosomal RNA, partial sequence 


gi| 219878378 |ref|NR_025517.1 
1742831 1744318 Nocardiopsis metallicus 


Nocardiopsis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 


Nocardiopsis. 


332450 Bacteria_16S 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 


felinum Bacteria; 


1771236 1771203 40 73 


Corynebacteriaceae; Corynebacterium. 


332450 Bacteria_16S 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 


1789196 1789163 40 73 


gi| 219878357 |ref|NR_025496.1 


gi| 219878343 |ref|NR_025482.1 


’ 


Corynebacterium 
1770072 1771486 Corynebacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Blastococcus 
1788037 1789519 Blastococcus 


saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


Blastococcus. 


332450 Bacteria_16S 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 


1806079 1806046 40 73 


gi| 219878332 |ref|NR_025471.1 


Pa Oerskovia 
1804913 1806398 Oerskovia 


paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Cellulomonadaceae; 


flaccumfaciens pv. 


herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 


332450 Bacteria_16S 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
332450 Bacteria_16S 


Oerskovia. 
332450 Bacteria_16S 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
332450 Bacteria_16S 


1807617 1807584 40 73 


1812199 1812166 40 73 


1821408 1821375 40 73 


1822934 1822901 40 73 


1835066 1835033 40 73 


gi|219878331|ref|NR_025470.1 


’ 


gi| 219878328 |ref|NR_025467.1 
flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 

Curtobacterium flaccumfaciens pv. 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
332450 Bacteria_16S 


gi|219878321|ref|NR_025460.1 


, 


gi|219878312|ref|NR_025451.1 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


Cellulomonadaceae; Oerskovia. 
Curtobacterium 
1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Curtobacterium. 
gi|219878322|ref|NR_025461.1 
420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Curtobacterium 
1820242 1821724 Curtobacterium 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


Microbacteriaceae; Agreia. 
Gulosibacter 
1833888 1835317 Gulosibacter 


molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 

332450 Bacteria_16S 1848927 1848894 40 73 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
332450 Bacteria_16S 1856419 1856386 40 73 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
332450 Bacteria_16S 1859387 1859354 40 73 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
332450 Bacteria_16S 1900948 1900915 40 73 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 
332450 Bacteria_16S 1902334 1902301 40 73 gi|219878262|ref|NR_025401.1] Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
332450 Bacteria_16S 1908052 1908019 40 73 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
332450 Bacteria_16S 1911035 1911002 40 73 gi| 219878256 |ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
332450 Bacteria_16S 1932550 1932517 40 73 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
332450 Bacteria_16S 1938517 1938484 40 73 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 
332450 Bacteria_16S 1949233 1949200 40 73 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
332450 Bacteria_16S 1952344 1952311 40 73 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
332450 Bacteria_16S 1953798 1953765 40 q3 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
332450 Bacteria_16S 1955285 1955252 40 73 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


332450 Bacteria_16S 1959796 1959763 40 73 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
332450 Bacteria_16S 1981069 1981036 40 73 gi|219878208|ref|NR_025347.1| Arcanobacterium 


haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
332450 Bacteria_16S 2012084 2012024 42 102 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

332450 Bacteria_16S 2031352 2031319 40 73 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


332450 Bacteria_16S 2035917 2035884 40 73 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

332450 Bacteria_16S 2037439 2037406 40 73 gi|219878170|ref|NR_025309.1| Corynebacterium 


simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


332450 Bacteria_16S 
strain F829 16S r 
Actinobacteria; Actinoba 
332450 Bacteria_16S 
aetherivorans str 


aetherivorans Bac 
Nocardiaceae; 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


332450 Bacteria_16S 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


332450 Bacteria_16S 


strain YIM 21741 


strain LMG S-1926 


Rho 
332450 Bacteria_16S 


2162302 2162269 40 73 
ibosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
2174523 2174490 40 73 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2183 
ain HKU 
teria; 

Actino: 


gi 
ne 


s 
e; 


649 2183616 40 73 gi 
8 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacterida 
myces. 
2195760 2195727 40 73 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2229052 2229019 40 


qu 
e; 


qu 
e; 


73 gi 


oc 
2324953 2324920 40 73 gi 
4 16S ribosomal RNA, partial sequence 


219857627 
2161153 21625 


219857619 


219857611 


219857602 


219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


332450 Bacteria_16S 219857513 


ref |NR_025216. 


bacterineae; 
ref 
equence 2 
Actinomycet 


NR_025208. 
ales; 


ref 00. 
ence 2 


Actinomycet 


NR_0252 
ales; 
ref|NR_0251 


ence 2194621 21960 
Actinomycetales; 


ref 


7 Mi 
ref 


occineae 


23238 


173451 21748 
Coryn 


182453 21838 
Actin 


90.1 
Coryn 


NR_025168.1 
53 Agromyces aurantiacus Bacteria; 
crobacteria 
NR_025101.1 
67 2325209 Coryn 


a 


5 
e. 


7 


3 


Cc 


e 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiace 


e; Nocardia. 

Rhodococcus 
9 Rhodococcus 
bacterineae; 


Actinomyces 
7 Actinomyces 
mycineae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Agromyces aurantiacus 
eae; Agromyces. 


Corynebacterium casei 
bacterium casei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

332450 Bacteria_16S 2329373 2329340 40 73 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

332450 Bacteria_16S 2333962 2333929 40 73 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

332450 Bacteria_16S 2359636 2359603 40 73 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

332450 Bacteria_16S 2361161 2361128 40 73 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
332450 Bacteria_16S 2362680 2362647 40 73 gi|219857486|ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
332450 Bacteria_16S 2383896 2383863 40 73 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

332450 Bacteria_16S 2390009 2389976 40 73 gi|219857467|ref|NR_025055.1| Mycoplasma microti 


strain IL371 16S 
Tenericutes; Moll 


332450 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


332450 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2402086 2402053 40 73 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

2408275 2408207 7 


ue 
A 


73 gi 


avobacteria; Flavobacteriales; Flavobact 


332450 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


332450 Bacteria_16S 


strain AS4.1521 1 
Actinobacteria; A 


332450 Bacteria_16S 


strain T1-X7 16S 
Actinobacteria; A 


332450 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


332450 Bacteria_16S 


strain DNP505 16S 
Actinobacteria; A 


2422183 2422150 40 73 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2438672 2438639 40 


eq 
ae 


73 gi 


ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Coryne 


332450 Bacteria_16S 


strain VKM Ac-145 


2388858 23902 


219857459 


219857455 
6S ribosomal RNA, partial sequence 2407067 24085 


219857445 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 


2496307 24977 


ref 
2400924 24023 
etales; 


nce 
ctinomyc 


ref 
> Ri 
ref ey 
2421026 24225 
mycetales; Cory 


eriaceae emerella. 
uence 
Actino: 


’ 


ref 


ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
2493077 2493044 40 73 gi| 219857388 |ref|NR_024976.1 
ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera 


ctinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
2494564 2494531 40 73 gi| 219857387 |ref|NR_024975.1 
ain 109 16S ribosomal RNA, partial sequence 2493400 249486 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
e; Tetrasphaera. 
2497460 2497427 40 73 gi| 219857385 |ref|NR_024973.1 


bacterineae; Nocardiace 


2512754 2512721 40 73 gi 
7 16S ribosomal RNA, partial sequence 


219857369 


ref 


NR_025047.1 
Strepto 


NR_025043.1 
26 Riemerella columbina Bacteria; 


NR_025033.1 


NR_025017.1 
44 Nocardia beijingensis Bacteria; 


NR_024957.1 


7 
s 


0 
n 


a 


92 Mycoplasma microti Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Riemerella columbina 
Rhodococcus 
2 Rhodococcus 
ebacterineae; 
Nocardia beijingensis 


e; Nocardia. 
Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 
occineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 


Nocardiopsis tropica 


2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


332450 Bacteria_16S 
pachnodae strain 


Xylanimicrobium. 
332450 Bacteria_16S 
hyointestinalis subsp. 


Campylobacterales; 
332450 Bacteria_16S 


albus strain JL 83 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Streptacidiphilus. 
332450 Bacteria_16S 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Streptacidiphilus. 
332450 Bacteria_16S 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial 
frigidicarnis Bacteria; 


332450 Bacteria_16S 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


332450 Bacteria_16S 


strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


332450 Bacteria_16S 
thomssenii strain DSM 


2514246 2514213 40 


2526386 2526318 7 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 
Campylobacteraceae; 


2553062 2552994 7 


2554623 2554555 7 


2569972 2569904 7 
Firmicutes; 
2577742 2577709 40 


2579171 2579138 40 


2655829 2655796 40 


44276 16S ribosomal RNA, partial 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 


332450 Bacteria_16S 
strain MS1-3 16S 


332450 Bacteria_16S 
strain IFM 10088 


332450 Bacteria_16S 
strain EPSA11 16S 
Bacteroidetes; 
332450 Bacteria_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Nocardia 
332450 Bacteria_16S 


A1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 
332450 Bacteria_16S 


baikonurensis strain Al-22 16S ribosomal RNA, partial s 
baikonurensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 


Nocardiaceae; 
332450 Bacteria_16S 


strain Al-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


332450 Bacteria_16S 
strain IFO 16295 


332450 Bacteria_16S 
minutisporangium 


Frankineae; 
332450 Bacteria_16S 
strain IFO 13911 


332450 Bacteria_16S 


strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


332450 Bacteria_16S 
strain IFO 12702 


332450 Bacteria_16S 


Bacteroidia; 


2678352 2678319 40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


2688851 2688818 40 


2700841 2700773 7 


ribosomal RNA, partial sequence 
Bacteroidales; 


2720324 2720291 40 


2745897 2745864 40 


2747296 2747263 40 


2748713 2748680 40 


2771221 2771188 40 


2798296 2798263 40 


strain IFO 15962 16S ribosomal RNA, pa 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; 
Cryptosporangiaceae; Cryptosporangium. 


2801341 2801308 40 


2814925 2814892 40 


2826979 2826946 40 


2834626 2834593 40 


complete sequence 


Clostridia; 


73 gi 


VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


73 gi 


73 


gi 


73 gi 
complete sequ 


73 gi 
Clostri 
73 gi 


73 gi 


73 gi 


73 gi 


73 gi 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterineae; Nocardiacea 
73 gi|219857188|ref|NR_024816.1 
2699606 27010 
Prevotellaceae; Prevotella. 
73 gi|219857175|ref|NR_024803.1 


73 gi 


2744758 2746095 Rothia 
Actinomycetales; Micrococcineae; Micr 


73 gi 


73 gi 


73 gi 


16S ribosomal RNA, partial sequence 2770058 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


73 gi 


73 gi 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


73 gi 


73 gi 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


73 gi 


2677198 26786 


2747544 27 
ococcineae; 


2813767 28152 


kineae; 


219857368 
25130 


ref 


219857360 


ref 


219857342 
25518 


ref 
ales; 
219857341 


ence 25534 
ales; 


ref 
132 


219857288 
sequence 
diales; 
219857283 


ref 
z 


ref 


ococcineae; 
219857282 |ref 


ococcineae; 
219857221|ref 
sequence 


219857204 |ref 


nebacterineae; 
219857197 |ref 
891 


al 
ae; 


219857157 


ococcaceae; 
219857156|ref 
equence 
e; 


219857155 
488 


ref 


219857137 
715 


ref 


219857118|ref 
rtial sequence 


219857116 
016 


ref 


219857107|ref 
In 
219856906 |ref 
Sporic 
219856901|ref 


strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


Micrococ 


Streptomycineae; 


Streptomycineae; 


Clostridiaceae; 


lomonas persica 
Cellulomonadac 


2654667 26561 


Actinomycetales; Corynebac 


sequence 2719156 27206 
Actinomycetales; 


2746146 27474 
Actinomycetales; 


84 Arthrobacter 


59 Actinoplanes 
omonosporineae 


09 Tetrasphaera 
ococcineae; 


NR_024956.1 


NR_024948.1 


RNA, partial sequence 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacter. 


NR_024930.1 


NR_024929.1 
554923 Strep 


NR_024919.1 
568768 25702 
NR_024914.1 


NR_024913.1 


NR_024849.1 


NR_024832.1 


NR_024825.1 


5 


NR_024785.1 


aeria Bacteria 
Rothia. 


NR_024784.1 
9 


NR_024783.1 


NR_024765.1 
Nocardiacea 
NR_024746.1 
279714 


NR_024744.1 


; Micromonos 
NR_024735.1 


trasporangia 
NR_024727.1 


hthyaceae; S 
NR_024722.1 


4 
Clostridium. 


3 


Coryn 


Coryne 


Xylanimicrobium 


94 2514560 Xylanimicrobium pachnodae 
cineae; Promicromonosporaceae; 


Campylobacter 
2525204 2526622 


Streptacidiphilus 


53 2553362 Streptacidiphilus albus 
Streptomycetaceae; 


Streptacidiphilus 


tacidiphilus carbonis 
Streptomycetaceae; 


Clostridium 
8 Clostridium 


Cellulomonas iranensis 


lomonas iranensis Bacteria; 
Cellulomonadac 


eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Corynebacterium 

8 Corynebacterium 
terineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
Nocardiacea 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Prevotella salivae 


98 Prevotella salivae Bacteria; 


Nocardia 
4 Nocardia 
ebacterineae; 


Rothia aeria strain 
; Actinobacteria; 


Rhodococcus 
3 Rhodococcus 


bacterineae; 


Arthrobacter russicus 


russicus Bacteria; 
Micrococcaceae 


; Arthrobacter. 
Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 
nebacterineae; 


e; Rhodococcus. 
Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
porichthya. 


Nocardia vinacea 


2833466 2834941 Nocardia vinacea Bacteria; 


332450 Bacteria_16S 


strain IFO 16238 


strain IFO 16235 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


332450 Bacteria_16S 


strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


strain CM-01 16S 


2839140 2839107 40 73 gi 
oc 
2840700 2840667 40 73 gi 
oc 
2843764 2843696 7 73 gi 
SK-3255 16S ribosomal RNA, complete se 
a; Actinobacteria; Actinobacteridae; Act 
Kitasatospora. 

2894711 2894678 40 73 
ribosomal RNA, partial sequence 


, 


gi 


Micr 
gi 


oc 
2896206 2896173 40 73 
ribosomal RNA, partial sequence 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
332450 Bacteria_16S 219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
332450 Bacteria_16S 219856895 


qu 
219856860 
2893553 28949 


219856859 
2895048 28964 


ref|NR_024717.1 


; Mi 
ref 


crobacteriac 
NR_024716.1 


occineae 


; Microbacteriac 
ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


occineae 


ence 
inomycet 


, 


ref |NR_024679.1 


7 Mi 
ref 


crobacteriac 
NR_024678.1 


occineae 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 

Kitasatospora 
5 Kitasatospora 
ineae; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
332450 Bacteria_16S 2897700 2897667 40 73 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

332450 Bacteria_16S 2899189 2899156 40 73 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

332450 Bacteria_16S 2900706 2900673 40 73 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 


strain IAM 14848 
Actinobacteria; A 


332450 Bacteria_16S 


strain IAM 14851 
Actinobacteria; A 


332450 Bacteria_16S 


strain IFO 15616 
Actinobacteria; A 


332450 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


332450 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


332450 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


332450 Bacteria_16S 


saperdae strain I 


saperdae Bacteria; 


Microbacterium. 


332450 Bacteria_16S 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


332450 Bacteria_16S 


strain 10.268-1 1 
Actinobacteria; A 


332450 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


332450 Bacteria_16S 


strain IFO 15059 
Actinobacteria; A 


332450 Bacteria_16S 


strain 801 16S ri 
Actinobacteria; A 


332450 Bacteria_16S 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


ctinobacteridae; Actinomycetales; Micr 
2902240 2902207 40 73 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
2903775 2903742 40 73 gi 


oc 


ctinobacteridae; Actinomycetales; Microc 
2938690 2938657 40 73 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 

2944762 2944729 40 73 gi 
n YU 720-21 16S ribosomal RNA, partial 


ria; Actinobacteria; Actinobacteridae; 


aa 
; 


s 


2956849 2956816 40 73 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

2958307 2958274 40 73 gi 
FO 15038 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


ia 
ae 


’ 


qu 
? ti 
2959768 2959735 40 73 gi 
FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


qu 
ti 


v 


2985788 2985755 40 73 gi 
ctinobacteridae; Actinomycetales; Cory 
2987310 2987277 40 73 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 


2988836 2988803 40 


ne 


ar 
da 


73 gi 


ctinobacteridae; Actinomycetales; Cory 
3007145 3007112 40 73 gi 
bosomal RNA, partial sequence 


ne 


332450 Bacteria_16S 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2899524 29010 


219856855 
16S ribosomal RNA, partial sequence 2901061 29025 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 


219856831 


219856827 
Actinomyc 


219856819 


219856818 


219856817 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 


219846932 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 


219846919 
3005987 30074 


7 Mi 
ref 


crobacteriac 
NR_024674.1 


occineae 


7 Mi 
ref 


crobacteriac 
NR_024673.1 


occineae 


; Microbacteriac 
ref |NR_024650.1 

2937540 293900 
cetales; Pseudon 


occineae 


sequence 
Actinomy 


ref|NR_024646.1 
2943614 294507 
etales; Frankine 


equence 


ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


1 sequ 
Acti 


en 
no 


’ 


ref |NR_024637.1 
2957165 295857 
les; Micrococcin 


ence 


nomyceta 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


ence 
nomyceta 
ref|NR_026525.1 
Nocardiacea 
NR_026524.1 


e 298615 
etales; Cory 


bacterineae; 
ref 
uenc 


omyc 


tial seq 
e; Actin 
ref |NR_026523.1 


Gordoniacea 
NR_026511.1 


bacterineae; 


ref 


ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
3011557 3011524 40 73 gi|219846916|ref|NR_026508.1 
ain AA826 16S ribosomal RNA, partial sequence 3010413 301189 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Franki 
ae; Modestobacter. 
3046523 3046490 40 73 gi|219846891|ref|NR_026483.1 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Actinoalloteichus 

7 Actinoalloteichus 

ocardineae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Modestobacter 

4 Modestobacter 

neae; 


3045360 304685 


Ornithinicoccus 
1 Ornithinicoccus 


hortensis Bacteria; 
Intrasporangiaceae; 


Ornithinicoccus. 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


332450 Bacteria_16S 3069149 3069116 40 73 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

332450 Bacteria_16S 3093199 3093166 40 73 gi|219846860|ref|NR_026452.1]| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

332450 Bacteria_16S 3094716 3094683 40 73 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

332450 Bacteria_16S 3097845 3097812 40 73 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

332450 Bacteria_16S 3115771 3115738 40 73 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

332450 Bacteria_16S 3120367 3120334 40 73 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

332450 Bacteria_16S 3133741 3133708 40 73 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

332450 Bacteria_16S 3145827 3145759 7 73 gi|219846825|ref|NR_026417.1| Prevotella pallens 
strain 10371 16S ribosomal RNA, partial sequence 3144616 3146069 Prevotella pallens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

332450 Bacteria_16S 3148803 3148770 40 73 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

332450 Bacteria_16S 3153399 3153366 40 73 gi|219846820|ref|NR_026412.1| Terracoccus luteus 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Terracoccus. 
332450 Bacteria_16S 3176272 3176239 40 73 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

332450 Bacteria_16S 3179366 3179333 40 13 gi|219846802|ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

332450 Bacteria_16S 3200784 3200751 40 73 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

332450 Bacteria_16S 3206686 3206653 40 73 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

332450 Bacteria_16S 3208211 3208178 40 73 gi| 219846783 |ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

332450 Bacteria_16S 3214184 3214151 40 73 gi|219846778|ref|NR_026370.1| Corynebacterium 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 3213025 3214498 Corynebacterium 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

332450 Bacteria_16S 3215707 3215674 40 73 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

332450 Bacteria_16S 3224872 3224839 40 73 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

332450 Bacteria_16S 3226309 3226276 40 73 gi|219846770|ref|NR_026362.1| Janibacter limosus 


strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 3226621 Janibacter limosus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Janibacter. 


332450 Bacteria_ 


lucentensis strai 
lucentensis Bacte 


Nocardiopsaceae; 
332450 Bacteria_ 
strain DSM 40297 


strain DSM 43377 


strain DSM 43040 


Verrucomicrobium. 


332450 Bacteria_16S 
longisporum strai 
longisporum Bacte 


Streptosporangiac 


332450 Bacteria_16S 
strain M17C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
332450 Bacteria_16S 


strain DSM 2062 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
332450 Bacteria_16S 3396343 3396310 40 73 gi|219846648|ref|NR_026240.1 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Pro: 
Promicromonospora. 

332450 Bacteria_16S 3397846 3397813 40 73 gi| 219846647 |ref|NR_026239.1 


strain DSM 43852 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


332450 Bacteria_16S 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
332450 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


332450 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


332450 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


332450 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


332450 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


16S 3256533 3256500 40 73 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

16S 3258046 3258013 40 


2 


73 2 


gi 
Stre 
3259558 3259525 40 73 gi 
Stre 
3311244 3311211 40 73 gi 
ibosomal RNA, partial sequence 
3330984 3330951 40 


73 gi 


ibosomal RNA, partial sequence 
oc 
3394834 3394801 40 


73 gi 


oc 
3399373 3399340 40 73 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


3413180 3413147 40 73 gi 
16S ribosomal RNA, partial sequence 
no 
3416110 3416077 40 73 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3417594 3417561 40 73 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 
3430960 3430927 40 73 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3432333 3432300 40 73 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3433781 3433748 40 73 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


ti 
ae 


s 
A 


s 
Ac 


en 
al 


332450 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


3435139 3435106 40 73 gi 
CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


qu 
in 


332450 Bacteria_16S 


s 
Actinomyc 


16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


pt 
219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 
strain 1A-C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
332450 Bacteria_16S 


pt 
219846713 
3310081 33114 
oc 
219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
332450 Bacteria_16S 
spinosum strain D 
spinosum Bacteria 


3377063 33785 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


332450 Bacteria_16S 219846646 


Actinomyc 


219846636 


219846634 


219846633 


219846624 


219846623 


219846621 


219846620 


19846750 
equence 


ref |NR_026342.1 

3255372 325683 
etales; Strepto 
19846749 | ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardio 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardio 
ref|NR_026305.1 


osporang 


osporang 


7 Bo 
ref 


occineae goriellacea 


NR_026290.1 


7 De 
ref 


occineae rmacoccaceae 


NR_026241.1 


; Cellulomonadac 
ref |NR_026238.1 

3398202 339968 
etales; Micrococ 


occineae 


equence 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


34120 
mycineae 


34149 
es; Micr 
ref 
nce 
myce 


NR_026225.1 
341641 
Actin 


al seque 
Actino: 


; tales; 


ref|NR_026216.1 
3429781 343112 
etales; Coryneba 


equence 
ctinomyc 


NR_026215.1 
3431175 343257 
tales; Corynebac 


equence 
tinomyce 


ref |NR_026213.1 
26 3433942 Coryn 
nebacterineae; 


ce 34326 
es; Cory 


Qo 


NR_026212.1 
3433993 343537 
es; Corynebacter 


ence 
omycetal 


3436571 3436538 40 73 gi 


219846619 


ref 


Ss 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 
Pp 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 
Pp 


saceae; Nocardiopsis. 
Georgenia muralis 


97 Georgenia muralis Bacteria; 
e 


; Georgenia. 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


omonosporineae; Micromonosporaceae; Pilimelia. 
3364659 3364634 48 73 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
SM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
3367656 3367623 40 73 gi|219846672|ref|NR_026264.1| Streptosporangium 
n DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Streptosporangium. 
3378237 3378204 40 73 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


micromonosporaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 
ineae; 


NR_026211.1 


Corynebacterium auris 


strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


332450 Bacteria_16S 


strain DSM 20032 


strain DSM 20541 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
332450 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


332450 Bacteria_16S 


strain DSM 43205 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
332450 Bacteria_16S 


strain DSM 4954 1 


3454840 3454807 40 73 gi 
oc 


3457898 3457865 40 73 gi 
oc 
3459392 3459359 40 73 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


al 
e; 


3467002 3466969 40 73 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


se 
Ac 
3473077 3473044 40 73 gi 
ne 
3474612 3474579 40 
16S ribosomal RNA, 


73 gi 
complete sequence 
ne 
3476135 3476102 40 


73 gi 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
332450 Bacteria_16S 


occineae 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
332450 Bacteria_16S 


occineae 


219846603 


sequenc 


219846598 


quence 
tinomyce 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
332450 Bacteria_16S 


bacterin 


219846593 


34734 
bacterin 


219846592 
6S ribosomal RNA, partial sequence 3474975 34764 


Actinomycet 


ref|NR_026199.1 


; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026190.1 

3465830 346730 
tales; Micrococc 
ref |NR_026186.1 
eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 


eae; Nocardiacea 
ref|NR_026184.1 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


v 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

332450 Bacteria_16S 3477661 3477628 40 73 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

332450 Bacteria_16S 3479213 3479180 40 73 gi|219846590|ref|NR_026182.1| Actinomyces georgiae 


strain 6843 DSM 1 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
332450 Bacteria_16S 


strain DSM 3133 1 
Actinobacteria; A 


332450 Bacteria_16S 


strain ATCC 51856 
Actinobacteria; A 


332450 Bacteria_16S 


strain DSM 20425 
Actinobacteria; A 


332450 Bacteria_16S 


strain DSM 43045 
Actinobacteria; A 


332450 Bacteria_16S 


strain DSM 20145 
Actinobacteria; A 


332450 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


332450 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


332450 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


332450 Bacteria_16S 


strain DSM 7485 1 
Actinobacteria; A 


332450 Bacteria_16S 


strain DSM 7486 1 
Actinobacteria; A 


332450 Bacteria_16S 


strain DSM 20542 
Actinobacteria; A 


no 
3482146 3482113 40 73 gi 
16S ribosomal RNA, partial sequence 

no 
3488289 3488256 40 73 gi 
ctinobacteridae; Actinomycetales; Micr 
3498868 3498835 40 73 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Acti 
3503259 3503226 40 73 gi 


oc 


no 


ctinobacteridae; Actinomycetales; Micr 
3504787 3504754 40 73 gi 


oc 


ctinobacteridae; Actinomycetales; Microc 


3506314 3506281 40 73 gi 


ctinobacteridae; Actinomycetales; Micr 
3507832 3507799 40 73 gi 
DSM 20166 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


oc 


3509353 3509320 40 73 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
; Microbacterium. 

3510873 3510840 40 73 gi 
DSM 20530 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


2 
1 
7 


3513921 3513888 40 73 gi 


; Actinomycetales; Micr 
3515445 3515412 40 73 gi 


ctinobacteridae oc 


ctinobacteridae; Actinomycetales; Micr 
3516964 3516931 40 73 gi 


oc 


ctinobacteridae; Actinomycetales; Microc 


332450 Bacteria_16S 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
332450 Bacteria_16S 


mycineae 


219846588 


34809 
mycineae 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 


occineae 


219846577 


34976 
mycineae 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 


occineae 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
occineae; 
219846572 
16S ribosomal RNA, partial sequence 3505155 35066 


occineae 


219846571 


uence 
inomycet 


19846570 


sequence 
Actinomy 


219846569 


uence 
inomycet 


219846567 
6S ribosomal RNA, partial sequence 3512760 35142 


occineae 


219846566 
6S ribosomal RNA, partial sequence 3514284 35157 
occineae; 
219846565 
16S ribosomal RNA, partial sequence 3515805 35172 


occineae 


3518486 3518453 40 73 gi 


219846564 


; Actinomycetace 
ref|NR_026180.1 
66 3482380 Actino: 
; Actinomycetace 
ref|NR_026176.1 


; Cellulomonadac 
ref |NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026166.1 
, Br 
ref 


evibacteriac 
NR_026165.1 


crobacteriac 
NR_026164.1 


7 Mi 
ref 
; Microbacteriac 
ref|NR_026163.1 

3506673 350814 
ales; Micrococci 


’ 


ref|NR_026162.1 
3508192 350966 
cetales; Microco 


51118 
ales; Micrococci 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_026157.1 


; Microbacteriac 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 


ref|NR_026156.1 


Curtobacterium citreum 


strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


332450 Bacteria_16S 
strain 234/92 16S 
Actinobacteria; Actinobacteridae; 
332450 Bacteria_16S 
strain B422 16S r 
Ba 
332450 Bacteria_16S 
hyovaginalis stra 
hyovaginalis Bact 


Bacteroidetes; 


Actinomycetaceae; 


332450 Bacteria_16S 
strain D6-1 16S r 
Tenericutes; Moll 
332450 Bacteria_16S 
anatipestifer str 
anatipestifer Bac 
332450 Bacteria_16S 
michiganensis sub 


3572027 3571994 40 73 gi|219846528|ref|NR_026120.1| Turicella otitidis 
ribosomal RNA, partial sequence 3570843 3572303 Turicella otitidis Bacteria; 
Bifidobacteriales; Turicella. 

3573561 3573493 7 73 gi|219846527|ref|NR_026119.1| Prevotella intermedia 
ibosomal RNA, partial sequence 3572354 3573812 Prevotella intermedia Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

3602628 3602595 40 73 gi|219846505|ref|NR_026097.1| Actinomyces 
in BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

3701033 3701000 40 73 gi|219846436|ref|NR_026027.1| Ureaplasma gallorale 
ibosomal RNA, partial sequence 3699882 3701336 Ureaplasma gallorale Bacteria; 
icutes; Mycoplasmataceae; Ureaplasma. 

3704133 3704065 7 73 gi|219846434|ref|NR_026025.1| Riemerella 
ain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

3769591 3769558 40 73 gi|219846385|ref|NR_025976.1| Clavibacter 
species tessellarius strain 78181 16S ribosomal RNA, partial sequence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


332450 Bacteria_16S 
strain PG8 16S ri 


Tenericutes; Moll 


332450 Bacteria_16S 
aggregatus strain 
Bacteria; Actinob 


Blastococcus. 


332450 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


332450 Bacteria_16S 


strain 4229 16S r 
Tenericutes; Moll 


332450 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


332450 Bacteria_16S 


strain IFO 15965 


strain A417 16S r 
Tenericutes; Moll 


332450 Bacteria_16S 


canigenitalium st 
canigenitalium Ba 


332450 Bacteria_16S 


strain CM2104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


strain 20-5 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
332450 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


332450 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


332450 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


332450 Bacteria_16S 


strain JC1078 16S 
Actinobacteria; A 


332450 Bacteria_16S 


strain YIM 90010 
Actinobacteria; A 


332450 Bacteria_16S 


strain AS 4.1860 
Actinobacteria; A 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3860412 3860379 40 73 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3862013 3861926 8 93 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
3903465 3903432 40 73 gi 


Franki 
3909665 3909632 40 73 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3911194 3911161 40 73 gi 
rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
4012280 4012247 40 73 gi 


ribosomal RNA, partial sequence 


se 
la 


Micr 
gi 


oc 
4024387 4024354 40 73 
ibosomal RNA, partial sequence 
Micr 
4032028 4031995 40 73 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4033580 4033547 40 73 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4035132 4035099 40 73 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4054621 4054588 40 73 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
4062127 4062094 40 73 gi 


oc 


al 


al 


rt 
e; 


gi 


oc 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
4075751 4075718 40 73 


pt 


ctinobacteridae; Actinomycetales; Coryne 


332450 Bacteria_16S 


3856288 38577 


219846322 
3859256 38606 


219846321 
3860745 3862279 Lacto 


219846293 
16S ribosomal RNA, partial sequence 3902319 39037 


Actinobacteria; Actinobacteridae; Actinomycetales; 


332450 Bacteria_16S 219846288 


3908492 39099 
219846287 
219846215 
4011119 40125 


219846207 
4023267 40246 


219846202 


219846201 


219846200 


219846184 
4053509 40 


219846178 
16S ribosomal RNA, partial sequence 4060988 40 


219846169 
16S ribosomal RNA, partial sequence 4074613 40 


neae; Cr 


quence 
smatacea 


occineae 


occineae 


40308 
es; Glyc 
40324 
es; Glyc 
ial sequ 
Actinom 


549 


occineae 


624 
osporang 
760 


bacterin 


4113582 4113549 40 73 gi 


219846142 


Micrococcineae; Microbacteriaceae; Clavibacter. 

3790707 3790674 40 ae gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3840802 3840769 40 73 gi|219846335|ref|NR_025925.1| Blastococcus 

B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
acteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 

3857485 3857418 8 73 gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


ref|NR_025912.1| Mycoplasma imitans 
94 Mycoplasma imitans Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


ref 
baci 


NR_025911.1 
llus reuteri 


ref|NR_025883.1| Cryptosporangium arvum 
83 Cryptosporangium arvum Bacteria; 
yptosporangiaceae; Cryptosporangium. 
ref|NR_025878.1| Ureaplasma diversum 

69 Ureaplasma diversum Bacteria; 


ref|NR_025877.1 
3910020 391149 
e; Ureaplasma. 
ref|NR_025805.1| Janibacter melonis 
97 Janibacter melonis Bacteria; 
; Intrasporangiaceae; Janibacter. 
ref|NR_025797.1| Agromyces salentinus 
47 Agromyces salentinus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_025792.1| Glycomyces algeriensis 
56 4032350 Glycomyces algeriensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025791.1| Glycomyces arizonensis 
01 4033899 Glycomyces arizonensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025790.1| Glycomyces 
ence 4033950 4035456 Glycomyces 
ycetales; Glycomycineae; 


Ureaplasma 
9 Ureaplasma 


ref|NR_025774.1| Serinicoccus marinus 
29 Serinicoccus marinus Bacteria; 

; Intrasporangiaceae; Serinicoccus. 
ref|NR_025768.1| Nocardiopsis salina 
36 Nocardiopsis salina Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025759.1| Nocardia xishanensis 
23 Nocardia xishanensis Bacteria; 

eae; Nocardiaceae; Nocardia. 


permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 


ref|NR_025732.1| Brevibacterium 
4112427 4113885 Brevibacterium 


permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


332450 Bacteria_ 


strain W4937 16S 
Actinobacteria; 


332450 Bacteria_ 


strain KMM 3637 
Actinobacteria; 


332450 Bacteria_ 


KMM 3905 16S rib 
Actinobacteridae 


332450 Bacteria_ 


umidischolae str 
umidischolae Bac 
Nocardiopsaceae; 


332450 Bacteria_ 


orbiscindens str 
Bacteria; Firmic 


332450 Bacteria_ 


strain ES2772 16 
Bacteroidetes; B 


332450 Bacteria_ 


strain R85-13-6 
Proteobacteria; 


332450 Bacteria_ 


putterlickiae st 
putterlickiae Ba 
Streptomycetacea 


332450 Bacteria_ 


strain NO-502 16 
Bacteroidetes; S 


332450 Bacteria_ 


aurimucosum stra 
aurimucosum Bact 
Corynebacteriace 


332450 Bacteria_ 


16S 4116488 4116455 40 73 

ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 4121136 4121103 40 73 gi 
a 


gi 


4115405 41168 


6S ribosomal RNA, partial sequence 4119951 41214 


219846140 


nebacterin 
219846137 


ref 
07 Rhodococcus gordoniae Bacteria; 
eae; 
ref 
73 Brevibacterium celere Bacteria; 


NR_025730.1| Rhodococcus gordoniae 


Nocardiacea 
NR_025727.1 


e; Rhodococcus. 
Brevibacterium celere 


Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
16S 4125756 4125723 40 73 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
osomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 

; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

16S 4217474 4217441 40 73 gi|219846063|ref|NR_025653.1| Nocardiopsis 

ain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

16S 23889 23822 8 73 gi|265679048|ref|NR_029356.1| Clostridium 

ain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
utes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 130074 130007 8 73 gi| 265678976 |ref|NR_029284.1| Prevotella dentalis 

S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
acteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

16S 296261 296194 8 73 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

16S 436556 436489 8 73 gi|265678764|ref|NR_029069.1| Kitasatospora 

rain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 

cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

e; Kitasatospora. 

16S 535996 535929 8 73 gi|265678695|ref|NR_029000.1| Arcicella aquatica 

S ribosomal RNA, partial sequence 534808 536267 Arcicella aquatica Bacteria; 
phingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

16S 623831 623799 40 72 gi|265678636|ref|NR_028941.1| Corynebacterium 

in IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

ae; Corynebacterium. 

16S 684485 684418 8 73 gi| 265678593 |ref|NR_028898.1| Clostridium acidisoli 


strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 1105894 1105827 8 73 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

332450 Bacteria_16S 1248161 1248094 8 73 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

332450 Bacteria_16S 1296216 1296149 8 73 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

332450 Bacteria_16S 1558247 1558180 8 73 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

332450 Bacteria_16S 1559741 1559674 8 73 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

332450 Bacteria_16S 1681393 1681326 8 73 gi| 219878421 |ref|NR_025560.1| Vulcanithermus 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 
332450 Bacteria_16S 1718133 1718066 8 73 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

332450 Bacteria_16S 1906573 1906506 8 73 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
332450 Bacteria_16S 1973296 1973229 8 73 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

332450 Bacteria_16S 2374840 2374773 8 73 gi|219857477|ref|NR_025065.1| Mycoplasma lipofaciens 
strain R171 16S ribosomal RNA, partial sequence 2373653 2375108 Mycoplasma lipofaciens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

332450 Bacteria_16S 2474964 2474932 40 72 gi|219857400|ref|NR_024988.1| Mycoplasma 


cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2473825 2475268 Mycoplasma 


332450 Bacteria_16S 2476459 2476427 40 72 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 
strain 4822 16S ribosomal RNA, partial sequence 2475319 2476773 Mycoplasma fastidiosum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

332450 Bacteria_16S 2788024 2787957 8 73 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

332450 Bacteria_16S 3066278 3066211 8 73 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

332450 Bacteria_16S 3393400 3393333 8 73 gi|219846650|ref|NR_026242.1| Bacteroides caccae 
strain ATCC 43185 16S ribosomal RNA, partial sequence 3392191 3393612 Bacteroides caccae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

332450 Bacteria_16S 3641864 3641797 8 73 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

332450 Bacteria_16S 3643396 3643329 8 73 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

332450 Bacteria_16S 3644928 3644861 8 3 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
332450 Bacteria_16S 4048774 4048707 8 73 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

332450 Bacteria_16S 4139522 4139455 7 72 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
332450 Bacteria_16S 4193345 4193278 8 73 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

332450 Bacteria_16S 291623 291581 52 95 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 


strain Kol5a 16S 
Aquificae; Aquifi 


332450 Bacteria_16S 
brasiliensis stra 


brasiliensis DSM 
Planctomyces. 


332450 Bacteria_16S 
strain 4N13 16S r 
G 
332450 Bacteria_16S 


Proteobacteria; 


strain 4B02 16S r 
Proteobacteria; 


geysericola strai 
geysericola Bacte 


332450 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


332450 Bacteria_16S 


1279 16S ribosoma 


Deinococcus-Thermus; 
332450 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


332450 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


332450 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


332450 Bacteria_16S 
n WR-30 16S ribosomal RNA, partial seq 


taiwanensis strai 
taiwanensis Bacte 


332450 Bacteria_16S 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 


G 
332450 Bacteria_16S 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 


ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
695225 695194 42 73 gi 


5305 Bacteria; Planctomycetes; 


746598 746541 8 64 
ibosomal RNA, partial sequence 


gi 


749348 749291 8 64 
ibosomal RNA, partial sequence 


gi 


978278 978247 42 73 gi 


1110454 1110396 7 63 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 
Collinsella. 
1158840 1158774 9 
1 RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
1192105 1192063 52 95 gi 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; 
1242114 1242072 52 


, 


73 gi 


Persephone 
95 gi 


acteria; Aquificae; Aquificales; Hydro 
1935521 1935455 9 73 gi 
ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2194276 2194210 9 73 gi 


Deinococcus-Thermus; 
2232068 2232026 52 


ria; Deinococci; 


95 gi 


290399 29196 


in DSM 5305 16S ribosomal RNA, partial 
Plancto 


745469 74679 
ammaproteobacteria; Pseudomonadales; M 


748219 74954 
ammaproteobacteria; Pseudomonadales; M 


1157686 1159115 Meiot 


1190944 11924 


train Az-Ful 16S ribosomal RNA, partia 


1934336 19357 


265678586 
sequence 
mycetacia; 


265678549 


oraxellace 
265678547 


oraxellace 
265678392 
uence 
erpetosiph 
265678302 
sequence 
Coriobacte 


228721491 


228715750 


lla. 

219878120 
1 sequence 
genotherma 
219878238 


s; Campylo 
219857603 
uence 

Thermales; 
219857578 


onac 


hermus ruber DS 
Meiothermus. 


ceae 


bact 


ref|NR_028891.1 
694091 695537 
Planctomycetale 


ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028694.1 

977181 978580 
eae; Herpeto 
ref|NR_028604.1 

1109258 111072 
riales; Coriobac 
ref|NR_027614.1 
M 


ref|NR_027538.1 
06 Persephonella 


ref|NR_025259.1 
1240965 124241 

; Sulfurihyd 
ref |NR_025377.1 
49 Campylobacter 
eraceae; Cam 
NR_025191.1 
193088 219457 
Thermaceae; Mei 
ref|NR_025166.1 


ref 


ND 


2 Aquifex pyrophilus Bacteria; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Acinetobacter tandoii 
tandoii Bacteria; 

r. 

Acinetobacter bouvetii 
bouvetii Bacteria; 

r. 

Herpetosiphon 
Herpetosiphon 

siphon. 

Collinsella 

0 Collinsella 

terineae; 


Meiothermus ruber DSM 
1279 Bacteria; 


Persephonella marina 
marina EX-H1 Bacteria; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Campylobacter hominis 
hominis Bacteria; 
pylobacter. 
Meiothermus 

0 Meiothermus 

othermus. 


Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 


Persephonella 


2230913 2232371 Persephonella guaymasensis 


332450 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


332450 Bacteria_16S 


strain GY-1 16S r 


Deinococcus-Thermus; 
332450 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


332450 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; 


332450 Bacteria_16S 


strain DV1140 16S 


Thermotogae; Ther 


332450 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


332450 Bacteria_16S 


defluvii strain B 


Bacteria; Bactero 


332450 Bacteria_16S 


strain Chj707 16S 


Bacteroidetes; Fl 


332450 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


332450 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


332450 Bacteria_16S 


Actinomadura. 
899681 899620 7 


ae; 


Y¥C300 16S ribosomal RNA, partial sequence 898427 899962 Paenib 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
1202859 1202771 8 95 gi|228715358|ref|NR_027530.1 


cteria; Actinobacteria; Actinobacteridae; 


66 gi| 265678445 


Actinomycetales; 


ref|NR_028747.1 


2728003 2727961 52 95 gi|219857169|ref|NR_024797.1| Persephonella 
rain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
cteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

3139731 3139665 9 73 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
ibosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 

Deinococci; Thermales; Thermaceae; Meiothermus. 
3238578 3238551 46 73 gi|219846762|ref|NR_026354.1| Desulfofustis 
PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
ia; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

305284 305196 8 95 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 

ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
Thermotogales; Thermotogaceae; Thermotoga. 
505543 505490 52 105 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 
ribosomal RNA, partial sequence 504361 505871 Thermosipho atlanticus Bacteria; 
motogales; Thermotogaceae; Thermosipho. 

566549 566527 51 73 gi|265678675|ref|NR_028980.1| Chryseobacterium 
ain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

622382 622360 51 73 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

800932 800910 51 73 gi|265678512|ref|NR_028815.1| Kaistella koreensis 

ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

890448 890414 40 73 gi| 265678451 |ref|NR_028753.1| Actinomadura 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 


Streptosporangineae; 


Paenibacillus 
acillus koreensis 


Thermotoga neapolitana 


Sejongia jeonii strain 
ria; Bacteroidetes; 


Thermosipho geolei 
sipho geolei Bacteria; 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Dietzia 
5 Dietzia 
rynebacterineae; 


DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

332450 Bacteria_16S 1273661 1273639 51 73 gi|219846220|ref|NR_025810.1 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacte 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

332450 Bacteria_16S 1917117 1917064 52 105 gi|219878250|ref|NR_025389.1 
strain DSM 13256, 16S ribosomal RNA, partial sequence 1915911 1917433 Thermo 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

332450 Bacteria_16S 1920237 1920215 51 73 gi| 219878248 |ref|NR_025387.1 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 192055 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriace 
332450 Bacteria_16S 1921745 1921723 51 73 gi| 219878247 |ref|NR_025386.1 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 192206 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 
Chryseobacterium. 

332450 Bacteria_16S 2768171 2768149 51 73 gi|219857139|ref|NR_024767.1 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 276850 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Co 
Dietziaceae; Dietzia. 

332450 Bacteria_16S 2790996 2790908 8 95 gi|219857123|ref|NR_024751.1 


strain DSM 5069 1 
Bacteria; Thermot 


332450 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; 


strain ATCC 51270 
Bacteria; Bactero 


332450 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


332450 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


ogae; Thermotogales; 


2828551 2828498 52 


3410097 3410075 51 
16S ribosomal RNA, pa 
idetes; Bacteroidia; B 
3547673 3547643 51 
6S ribosomal RNA, part 
cteroidia; Bacteroidales; 
3549207 3549177 51 
ain VPB 4874 16S ribos 
teria; Bacteroidetes; 


332450 Bacteria_16S 


3866564 3866534 51 


ibosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 
332450 Bacteria_16S 
rtial sequence 
acteroidales; 


omal RNA, partia 
Bacteroidia; 


6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


Thermotoga. 
gi| 219856905 
2827347 28288 


105 


73 219846638 


34089 


gi 


Po 


81 gi| 219846545 


ial sequence 3546505 35479 


Porphyromonadaceae; Po 

81 gi|219846544 
1 sequence 
teroidales 
219846318 


Bac 
gi 


81 


rphyromonadace 


ref |NR_024726.1 


ref|NR_026230.1 
32 3410401 Porphy 
ae; Porphyro 
ref|NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref|NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_025908.1 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Porphyromonas catoniae 
romonas catoniae 

monas. 

Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Porphyromonas macacae 


strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas macacae Bacteria; 


Bacteroidetes; Ba 


cteroidia; Bacteroidales; 


Porphyromonadaceae; Po 


rphyromonas. 


332450 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


332450 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


332450 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


332450 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


332450 Bacteria_16S 


ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 


332450 Bacteria_16S 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


3868091 3868069 51 73 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3908138 3908108 40 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


da 


332450 Bacteria_16S 


strain 55134 16S 


219846317 


219846289 
3906969 39084 


38668 
ceae; Po 


ref|NR_025907.1| Porphyromonas levii 


93 3868368 Porphyromonas levii Bacteria; 
rphyromonas. 
ref|NR_025879.1| Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


84288 84263 7 32 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
somal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
ridiales; Ruminococcaceae; Anaerofilum. 

87315 87290 7 32 gi|265679005|ref|NR_029313.1| Anaerofilum 
ain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
teria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

134726 134693 40 73 gi|265678973|ref|NR_029281.1| Arthrobacter 
n NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

136214 136181 40 73 gi|265678972|ref|NR_029280.1| Actinomyces 
in 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 
145278 145245 40 73 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 


ribosomal RNA, partial sequence 


144082 14559 


5 Jonesia denitrificans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

332450 Bacteria_16S 302172 302139 40 73 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

332450 Bacteria_16S 335921 335900 52 73 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
332450 Bacteria_16S 343547 343514 40 73 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

332450 Bacteria_16S 359839 359806 40 73 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

332450 Bacteria_16S 361385 361352 40 73 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

332450 Bacteria_16S 422511 422478 40 73 gi| 265678773 |ref|NR_029078.1| Yaniella halotolerans 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

332450 Bacteria_16S 427218 427185 40 73 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

332450 Bacteria_16S 430305 430272 40 73 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

332450 Bacteria_16S 442679 442658 52 73 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

332450 Bacteria_16S 490115 490082 40 73 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

332450 Bacteria_16S 494768 494735 40 73 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

332450 Bacteria_16S 496273 496240 40 73 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 636092 636059 40 73 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

332450 Bacteria_16S 637623 637590 40 73 gi|265678626|ref|NR_028931.1| Knoellia sinensis 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Knoellia. 


332450 Bacteria_16S 


strain CMS90 16S 


332450 Bacteria_16S 


646960 646927 40 73 
ribosomal RNA, partial sequence 


gi 


265678620 
645783 64725 


ref 


NR_028925.1 


Arthrobacter roseus 


9 Arthrobacter roseus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
796280 796212 7 73 gi|265678515|ref|NR_028818.1| Leptospirillum 
n P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 


ferriphilum strai 
Bacteria; Nitrosp 
332450 Bacteria_16S 


strain I-132 16S 


Actinobacteridae; 


332450 Bacteria_16S 
DSM 15641 16S rib 
Bacteria; Actinob 


Cryptobacterium. 


332450 Bacteria_16S 


thermacidophilum 


irae; Nitrospirales; Nitrospiraceae; L 
1115009 1114976 40 73 gi 
ribosomal RNA, partial sequence 


osomal RNA, partial sequence 


acteria; Coriobacteridae; Coriobacterial 


1331185 1331164 52 73 gi 
subsp. porcinum strain P3-14 16S ribos 


eptospiril 
265678299 
1113840 11153 
Actinobacteria; Actinobacteridae; Actinomycetales; Kine 
332450 Bacteria_16S 
CMS 81 16S riboso: 


1207714 12091 


219846082 
omal RNA, 


lum. 
ref 


es; Coriobac 


ref 


comp 


NR_028600.1 


terineae; Co 


NR_025672.1 
lete sequenc 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


osporiineae; Kineosporiaceae; Kineosporia. 
1137650 1137617 40 73 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
mal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
1208911 1208886 7 32 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


332450 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


332450 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


332450 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
332450 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
332450 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
332450 Bacteria_16S 
sacelli strain LM 


sacelli Bacteria; 
Brachybacterium. 


332450 Bacteria_16S 


fresconis strain 


; Bifidobacteriaceae; Bifidobacterium. 


1346551 1346518 40 73 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


en 
my’ 


1394781 1394682 8 105 
bosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermotoga. 
1421830 1421797 40 73 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


gi 


1 
ri 


1454062 1454029 40 73 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1 
ri 


1502334 1502301 40 
16S ribosomal RNA, 


73 gi 
complete sequence 

oc 
1760761 1760728 40 73 gi 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


ue 
in 


1762282 1762249 40 73 gi 


LMG 20336 16S ribosomal RNA, partial seq 


fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Brachybacterium. 

332450 Bacteria_16S 1763804 1763771 40 73 gi| 219878363 |ref|NR_025502.1 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 176264 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Dermabacteraceae; Brachybacterium. 

332450 Bacteria_16S 1781842 1781809 40 73 gi| 219878349 |ref|NR_025488.1 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 17821 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
332450 Bacteria_16S 1799889 1799856 40 73 gi|219878336|ref|NR_025475.1 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 180016 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

332450 Bacteria_16S 1819876 1819843 40 73 gi| 219878323 |ref|NR_025462.1 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
332450 Bacteria_16S 1833604 1833583 52 73 gi|219878313|ref|NR_025452.1 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 183383 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidoba 
Bifidobacterium. 

332450 Bacteria_16S 1874711 1874678 40 73 gi| 219878285 |ref|NR_025424.1 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 187493 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Arthrobacter. 

332450 Bacteria_16S 1958240 1958207 40 73 gi| 219878223 |ref|NR_025362.1 


strain CF-25 16S 


228720938 


228715897 
1393543 13950 


224581444 


224581418 


219846604 


219878365 


219878364 


ref 
ce 13453 
cetales; Mic 


ref 


ref 
sequence 
dae; Act 


ref 
sequence 
dae; Act 


ref 
15011 
occineae 


> Mi 
ref 
nce 

omycetales; 
ref 
uence 


ribosomal RNA, partial sequence 


82 1346861 Brach 


1420664 14221 
inomycetales; M 


1452894 14543 
inomycetales; M 


62 1502633 Sinomo 


1759669 17610 


1761124 17625 


NR_027599.1 


rococcineae; 


NR_027542.1 


NR_027226.1 
6 
i 


NR_027199.1 
8 
i 


NR_026196.1 


crococcaceae 
NR_025504.1 
7 
Micrococcine 
NR_025503.1 
9 


Y. 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Brachybacterium 

3 Brachybacterium 

ae; Dermabacteraceae; 


’ 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


1957067 1958565 Arthrobacter 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter luteolus 


luteolus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


332450 Bacteria_16S 2066674 2066641 40 73 gi|219878146|ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
332450 Bacteria_16S 2080529 2080496 40 73 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

332450 Bacteria_16S 2347468 2347435 40 73 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 2348977 2348944 40 73 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 2517274 2517241 40 73 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 2520300 2520267 40 73 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 
332450 Bacteria_16S 2784838 2784805 40 73 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 

332450 Bacteria_16S 3044991 3044958 40 73 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

332450 Bacteria_16S 3352227 3352194 40 73 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 
332450 Bacteria_16S 3355312 3355279 40 73 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

332450 Bacteria_16S 3356871 3356838 40 73 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 
332450 Bacteria_16S 3358435 3358402 40 73 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

332450 Bacteria_16S 3359999 3359966 40 73 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

332450 Bacteria_16S 3400908 3400875 40 73 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 


strain DSM 20167 


16S ribosomal RNA, partial sequence 3399736 34012 


13 Arthrobacter sulfureus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 3402434 3402401 40 73 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 3403972 3403939 40 73 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 3405502 3405469 40 73 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 3407029 3406996 40 73 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 3453314 3453281 40 73 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

332450 Bacteria_16S 3456369 3456336 40 73 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 


strain DSM 20550 


oc 


332450 Bacteria_16S 


nicotinovorans st 


16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3460912 3460879 40 73 
rain DSM 420 16S ribosomal RNA, 


gi 


occineae 
219846602 
complete sequence 3459743 3461210 Arthrobacter 


68 Arthrobacter agilis Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026194.1] Arthrobacter 


, 


nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 3462434 3462401 40 73 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 3463956 3463923 40 73 gi|219846600|ref|NR_026192.1| Arthrobacter 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
332450 Bacteria_16S 3465480 3465447 40 73 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 3468524 3468491 40 73 gi| 219846597 |ref|NR_026189.1]| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
332450 Bacteria_16S 3470050 3470017 40 73 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 3471570 3471537 40 73 gi|219846595|ref|NR_026187.1| Arthrobacter 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 3471862 Arthrobacter 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
332450 Bacteria_16S 3480671 3480638 40 73 gi|219846589|ref|NR_026181.1] Actinomyces 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 3480915 Actinomyces 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
332450 Bacteria_16S 3512397 3512364 40 73 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 


332450 Bacteria_16S 3757631 3757598 40 73 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

332450 Bacteria_16S 3778813 3778714 8 105 gi|219846378|ref|NR_025969.1| Thermotoga subterranea 
strain SL1 16S ribosomal RNA, partial sequence 3777587 3779067 Thermotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

332450 Bacteria_16S 3784797 3784730 8 73 gi|219846374|ref|NR_025965.1| Mycoplasma 


leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycoplasma leonicaptivi 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
332450 Bacteria_16S 4059150 4059117 40 73 gi|219846181|ref|NR_025771.1] Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 
332450 Bacteria_16S 4200724 4200691 40 73 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

332450 Bacteria_16S 4244634 4244601 40 73 gi|219722939|ref|NR_024571.1| Brachybacterium muris 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 


332450 Bacteria_16S 331208 331184 8 32 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
strain CC-1 16S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

332450 Bacteria_16S 451881 451857 8 32 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 


strain Met-12 16S ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 


332450 Bacteria_16S 614883 614859 8 32 gi|265678642|ref|NR_028947.1| Petrotoga olearia 
strain SL24 16S ribosomal RNA, partial sequence 613678 615152 Petrotoga olearia Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

332450 Bacteria_16S 1335874 1335850 8 32 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 
strain SJ95 16S ribosomal RNA, partial sequence 1334683 1336155 Petrotoga mobilis SJ95 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

332450 Bacteria_16S 1786284 1786260 51 75 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

332450 Bacteria_16S 1813772 1813748 8 32 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 
strain SL25 16S ribosomal RNA, partial sequence 1812567 1814048 Petrotoga sibirica Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

332450 Bacteria_16S 3016235 3016211 51 75 gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 


strain 1145589 16S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas gadei Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 


332450 Bacteria_16S 3020677 3020645 9 41 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

332450 Bacteria_16S 3451788 3451764 8 32 gi|219846609|ref|NR_026201.1| Thermotoga elfii 
strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 3452089 Thermotoga elfii Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

332450 Fungi_16S 1175 1142 40 73 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

332450 Fungi_16S 2684 2651 40 73 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

332450 Fungi_16S 4222 4189 40 73 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

332450 Fungi_16S 5782 5749 40 73 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

332450 Fungi_16S 7338 7305 40 73 gi| 265678348 |ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

332450 Fungi_16S 8840 8807 40 73 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

332450 Fungi_16S 10326 10293 40 73 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

332450 Fungi_16S 11807 11774 40 73 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

332450 Archaea_16S 4147 4114 61 95 gi|265678906|ref|NR_029214.1| Thermofilum pendens 
strain Hvv3, DSM 2475 16S ribosomal RNA, partial sequence 2983 4491 Thermofilum pendens Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermofilaceae; Thermofilum. 

334400 Bacteria_16S 1121296 1121198 15 113 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

334400 Bacteria_16S 415156 415071 27 112 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

334400 Bacteria_16S 48230 48146 29 113 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

334400 Bacteria_16S 746776 746692 29 113 gi| 265678549 |ref|NR_028853.1| Acinetobacter tandoii 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter tandoii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

334400 Bacteria_16S 748151 748067 29 a gi| 265678548 |ref|NR_028852.1| Acinetobacter gerneri 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

334400 Bacteria_16S 750901 750817 29 113 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

334400 Bacteria_16S 752276 752192 29 113 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

334400 Bacteria_16S 753651 753567 29 113 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

334400 Bacteria_16S 842354 842270 29 113 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

334400 Bacteria_16S 1052021 1051937 29 113 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

334400 Bacteria_16S 1446778 1446694 29 113 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

334400 Bacteria_16S 1873404 1873320 29 113 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 


strain LUH4616 16S ribosomal RNA, partial sequence 


1872026 1873490 Acinetobacter parvus Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


334400 Bacteria_16S 
schindleri strain 


334400 Bacteria_16S 


strain LUH 3792Type 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
334400 Bacteria_16S 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


334400 Bacteria_16S 


illinoisensis strain MVAB Hexl 16S ribosomal RNA, 
illinoisensis Bacteria; 


Alkanindiges. 
334400 Bacteria_16S 


venustensis strain ISO04 16S ribosomal RNA, partial sequence 22630 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
334400 Bacteria_16S 
minutulum strain 


334400 Bacteria_16S 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


334400 Bacteria_16S 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; 


Methylophaga. 
334400 Bacteria_16S 
thalassica strain 


Methylophaga. 
334400 Bacteria_16S 
strain ATCC 35842 


334400 Bacteria_16S 
rubra strain ATCC 
Bacteria; 
Pseudoalteromonas. 
334400 Bacteria_16S 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequen 


luteoviolacea Bacteria; Gammaproteobacteria; Alte 


Pseudoalteromonas. 
334400 Bacteria_16S 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 
334400 Bacteria_16S 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 34368 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
334400 Bacteria_16S 


DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acine 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


334400 Bacteria_16S 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 34412 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


334400 Bacteria_16S 


haemolyticus strain DSM 6962 16S ribosomal RNA, 


haemolyticus Bacteria; 
Acinetobacter. 
334400 Bacteria_16S 
baumannii strain 


334400 Bacteria_16S 


strain JB13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


334400 Bacteria_16S 
subsp. 
subsp. 
Roseomonas. 
334400 Bacteria_16S 
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1914224 1914140 29 
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baumannii Bacteria; Proteobacteria; Gammaproteobacteria; 


3587408 3587324 29 


432023 431940 29 
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113 
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Gammaproteobacteria; Pseu 
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partial sequence 

Oceanosp 

113 gi| 219846946 


113 


Gammaproteobacteria; 


113 


113 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 


113 


29570 16S ribosomal RNA, partial sequence 34194 
Proteobacteria; Gammaproteobacteria; 


113 


113 


113 


113 


113 


113 gi|219846615 

complete sequence 

Gammaproteobacteria; Pseud 

113 gi|219846614 
complete sequence 

Pseudomo 

113 gi| 219846518 


112 
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strain E7107 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 
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gi 
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sequence 
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gi 
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ref|NR_025412.1 
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Moraxe 
ref |NR_025392.1 
72 1914310 Acinet 
Ac 
ref |NR_025333.1 
teriaceae; Lemin 
ref |NR_025254.1 
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romonadales; Pse 


ref|NR_026219.1 
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ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
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tobacter lwoffii 
ae; Acinetobacte 
ref|NR_026208.1 
80 Acinetobacter 
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ref|NR_026207.1 
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aceae; Methylomo 
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gi 


Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
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Alkanindiges 
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axellaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Marinospirillum 

7 Marinospirillum 

ospirillum. 

Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 
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Methylophaga 
9 Methylophaga 
rickettsiaceae; 
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0 Pseudoalteromonas 
udoalteromonadaceae; 
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junii Bacteria; 

r. 
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Roseomonas gilardii 
Roseomonas gilardii 
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Roseomonas cervicalis 


NR_029062.1 


446125 447603 Roseomonas cervicalis Bacteria; 


334400 Bacteria_16S 449014 448931 29 112 gi| 265678756 
strain 5424 16S ribosomal RNA, partial sequence 447654 44913 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
334400 Bacteria_16S 465776 465693 29 112 gi| 265678741 
strain AU476 16S ribosomal RNA, partial sequence 464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
334400 Bacteria_16S 560646 560563 29 112 gi| 265678679 
strain 173-96 16S ribosomal RNA, partial sequence 559287 56077 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
334400 Bacteria_16S 562181 562098 29 112 gi| 265678678 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 


ludipueritiae Bac 


Roseomonas. 


334400 Bacteria_16S 


strain S-606 16S 
Proteobacteria; 


Proteobacteria; 
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Bacteria; 


Psychrobacter. 
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G 


Proteobacteria; 


Proteobacteria; 


marincola strain 
marincola Bacteri 
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G 
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intestinalis stra 
intestinalis Bact 


eria; 


334400 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


334400 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


334400 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


a; 


334400 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


ria; 


334400 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


334400 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


334400 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


334400 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


334400 Bacteria_16S 


coryniformis subs 


Lactobacillaceae; 


334400 Bacteria_16S 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


ria; 


334400 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


334400 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


334400 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


334400 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


334400 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


334400 Bacteria_16S 


strain CM243 16S 


thiooxidans strai 
thiooxidans Bacte 


334400 Bacteria_16S 
strain ATCC 15257 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 


bacillales; 


bacillales; 


Firmicutes; 


bacillales; 


1838367 1838282 27 
Firmicutes; 
1839930 1839845 27 


1961568 1961491 36 


2083891 2083806 27 


ATCC 33200 16S ribosomal RNA, 
Lactobacillales; 


2705539 2705454 27 


n JCM 1039 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
3070906 3070829 36 


192768 192684 29 


195789 195705 29 


364572 364488 29 


508851 508767 29 


563755 563671 29 


Proteobacteria; 


857384 857300 29 


ain TB1-10 16S ribosomal RNA, 
18811 Bacteria; 


1000204 1000120 29 


1391874 1391790 29 


1510102 1510018 29 


1513051 1512967 29 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


1616137 1616053 29 


1879440 1879356 29 


2022614 2022530 29 


Firmicutes; 


113 


113 


112 


112 


indicu 


112 


112 


113 


112 


112 


113 


113 


113 


113 


113 


113 


113 


113 


113 


113 


113 


113 


ribosomal RNA, partial sequence 


113 


113 


gi 


265678547 


748219 74954 


gi 


complete 
Deltaproteobacter 


gi 


in LA 5 16S ribosomal RNA, partial seq 
Lactobacillales; 


Lac 
gi 


- indicus strain NCC725 16S ribosomal 
s Bacteria; 


gi 


in DSM 6629 16S ribosomal RNA, partial 
Lactobacillales; 


Lac 
gi 


Lactobac 


gi 


16S ribosomal RNA, partial sequence 


Enterococcaceae; Vagococcu 


gi 


partial 


Lactob 
gi 


partial 


Lact 
gi 


16S ribosomal RNA, partial sequence 


Enterococcaceae; Vagococcu 


gi 


JB103 16S ribosomal RNA, partial sequ 


acteria; Gammaproteobacteria; Methyloc 


gi 


Texas 16S ribosomal RNA, partial sequ 


acteria; Gammaproteobacteria; Methyloc 


gi 


FailI3 16S ribosomal RNA, partial sequ 


acteria; Alphaproteobacteria; Caulobac 


gi 


p- torquens strain 30 16S ribosomal RN. 
Lactobacillus coryniformis subsp. torqu 
Lactobacillus. 


ens Bacteria; 


gi 


n DSM 14366 16S ribosomal RNA, partial 
Gammaproteobacter 


gi 


partial 
Lactobaci 


gi 


Ch-1 16S ribosomal RNA, partial sequen 


acteria; Gammaproteobacteria; Thiotric 


gi 


503 16S ribosomal RNA, partial sequenc 
; Proteobacteria; Alphaproteobacteria; 


gi 


paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 


gi 


oraxellace 
219878204 
sequence 

ia; Myxoco 


265679044 
uence 

tobacillac 
265678801 
RNA, parti 


219878310 

sequence 

tobacillac 
219878309 


6S ribosomal RNA, partial sequence 1838512 18400 
Lactobacillaceae; 


illus. 
219878221 
19601 
Ss. 
219878134 
sequence 
acillaceae 
219857185 
sequence 
obacillace 
219846875 
30695 


Ss. 
265678935 
ence 19135 
occales; M 
265678933 
ence 19438 
occales; M 
265678812 
ence 36326 
terales; C 
265678713 
A, complet 


265678677 
sequence 
ia; Acidit 


265678474 
sequence 

llales; Le 
265678378 
ce 99880 
hales; Pis 
228716336 
e 13905 
Parvularc 
219846290 
A, partial 
acillales; 
219878127 


1511717 15130 


gi 


steurellac 
219878466 


1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
334400 Bacteria_16S 


gi 


n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


gi 


aulobacter 
219878282 
uence 

a; Burkhol 


Firmicutes; 


Firmicutes; 


ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_025343.1 

1986193 198770 
ccales; Cystobac 


ref |NR_029352.1 

28769 30312 
eae; Lactobacill 
ref|NR_029106.1 
al sequence 


ref|NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


ref|NR_025360.1 
67 1961603 Vagoco 


ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_024813.1 
2704122 270562 
ae; Lactobacillu 
ref |NR_026467.1 
11 3070973 Vagoco 


ref|NR_029243.1 
7 192822 Methyl 
ethylococcaceae; 
ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 


Lactobacillales; 


Acinetobacter bouvetii 
bouvetii Bacteria; 
r. 
Cystobacter 
9 Cystobacter 
terineae; 


Lactobacillus 
Lactobacillus 
us. 
Lactobacillus 
379741 381255 
Lactobacillaceae; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Vagococcus fessus 
ccus fessus Bacteria; 


Lactobacillus 
3 Lactobacillus 


Lactobacillus 
7 Lactobacillus 
Ss. 

Vagococcus lutrae 
ccus lutrae Bacteria; 


Methylomonas 
omonas aurantiaca 
Methylomonas. 
Methylococcus 
ococcus capsulatus 
Methylococcus. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 


ref|NR_029018.1 
e sequence 


ref |NR_028982.1 
562358 563851 
hiobacillales; A 


ref|NR_028777.1 
855982 857475 
uconostoc. 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref |NR_025266.1 


Lactobacillus 
507410 508930 


Lactobacillales; 


Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Leuconostoc 
Leuconostoc 


Thiomicrospira 
crospira chilensis 
; Thiomicrospira. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Histophilus somni 


77 Histophilus somni Bacteria; 


eae; 
ref 


Histophilu 
NR_025605.1 


Ss. 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


aceae; Woodshole 
ref|NR_025421.1 
1878060 187954 
deriales; Burkho 


219878181 


a. 
Limnobacter 

7 Limnobacter 

lderiaceae; Limnobacter. 


ref |NR_025320.1 


Caulobacter fusiformis 


2021281 2022719 Caulobacter fusiformis 


334400 Bacteria_16S 


strain IH003 16S 
Firmicutes; 


strain DSM5578 16 


Firmicutes; 


Firmicutes; 


strain IFO 13613 


caldus strain KU 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


Bacteria; 


Lactobacillales; 


334400 Bacteria_16S 
tainanensis strain S1 16S ribosomal RNA, 
Proteob 
334400 Bacteria_16S 
strain L532 16S r 


Bacteria; 


Firmicutes; 


G 
334400 Bacteria_16S 
immobile strain E 
Proteob 
334400 Bacteria_16S 
strain Dfrl 16S r 
D 


2177846 2177762 29 


Leuconostoc. 
2419317 2419233 29 


Leuconostoc. 
2420872 2420788 29 


Leuconostoc. 
2618043 2617959 29 


teria; Firmicutes; 


2929884 2929800 29 


2998172 2998088 29 


3026856 3026772 29 


3632899 3632815 28 


3649617 3649533 29 


3862191 3862107 29 
1 RNA, partial sequence 
Lactobacillaceae; 
4101622 4101538 29 


17908 17825 29 


63493 63410 29 


ibosomal RNA, partial sequence 
Lactobacillales; 
334400 Bacteria_16S 
selangorensis str 
selangorensis Bac 
334400 Bacteria_16S 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 
334400 Bacteria_16S 
szegediense strai 
Proteob 
334400 Bacteria_16S 
F275 16S ribosoma 


ibosomal RNA, partial sequence 
Lactobacillales; 
334400 Bacteria_16S 
strain IS 123 16S ribosomal RNA, partial sequence 


Lactobacillaceae; 


113 


ribosomal RNA, partial sequence 
Lactobacillales; 
334400 Bacteria_16S 


113 


S ribosomal RNA, partial sequence 
Lactobacillales; 
334400 Bacteria_16S 
strain IH25 16S r 


113 


113 


113 


113 


Lactobacillus. 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


334400 Bacteria_16S 
CFN 42 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
334400 Bacteria_16S 
entanii strain LT 
Proteob 
334400 Bacteria_16S 


Bacteria; 
strain SCII24 16S 
grignonense strai 
grignonense Bacte 


aurantiaca strain 
Bacteria; Proteob 


strain CCBAU 7190 


subterraneus stra 


subterraneus Bacteria; 


Thermaerobacter. 


334400 Bacteria_16S 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
Gluconacetobacter. 
334400 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 


strain SH22623 16 


273576 273493 29 


668145 668062 29 


678862 678779 29 


680306 680223 29 


698430 698347 29 


794928 794845 29 


802715 802632 30 
in C21 16S ribosomal RNA, 
Firmicutes; 


872654 872571 29 


1025980 1025897 29 


1070040 1069957 29 


Clostridia; 


272240 273697 Rhizo 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
334400 Bacteria_16S 


112 gi| 265678604 

66678 
Rhodospirillales; 
112 gi| 265678597 

677507 67890 

llaceae; O 

112 gi| 265678596 


112 


112 


113 


complete sequence 
Clostridiales; 


112 


112 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
334400 Bacteria_16S 


112 


strain W1-2B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 


gi 


2176454 21779 


gi 


2417916 24194 


gi 


2419471 24209 


gi 


ain LMG 17710 16S ribosomal RNA, parti 
Lactobacillales; 


gi 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
334400 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillale 


gi 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 


n OR2 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 


acteria; Betaproteobacteria; Neisseria 


s; Acidith 

113 gi| 219846906 

30255 

Caulobacterales; C 

112 gi|219846484 

3631486 36329 

Geobacte 

243 gi|219846472 

e 36482 

occales; M 

213 gi|219846321 

3860745 3862279 Lacto 

113 gi|219846152 

complete sequence 41002 

les; Neiss 

112 gi| 265679052 

16478 18031 
Lactobacillus. 

112 gi| 265679022 

62180 63541 

Rhizobiaceae; R 

112 gi| 265678878 


H4560 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 


n OgA9a 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacter 
334400 Bacteria_16S 


gi 


CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; 
334400 Bacteria_16S 


Caulobac 


gi 


B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
334400 Bacteria_16S 


gi 


gi 


gi 


1024681 10260 


gi 


Lactobacilla 


219857615 


219857447 


219857446 


219857254 
al sequenc 


219856837 


locystacea 
219846925 


ia; Rhizob 
265678584 
nce 69711 
terales; C 
265678516 

79361 
R 
265678511 


Clo 
265678464 
sequence 
ria; Rhodo 


265678361 


R 
265678331 


ref 


ref 


ref 


ref 


ceae 
ref 


e; T 
ref 


ioba 
ref 


aulo 
ref 


race 
ref 


ethy 
ref 
baci 
ref 
eria 
ref 
ref 
hizo 
ref 
bium 
teri 


ref 


Acet 
ref 


chro. 
ref 


iale 
ref 


aulo 
ref 


hizo 
ref 


stri 
ref 

spir 
ref 


hizo 
ref 


e 2616635 26181 


56 Terasakiella 


10 3026975 Pheny 


06 3649696 Methyl 


22 4101735 Chiti 


Lactobacillus 


6 668269 Glucon 
4 Ochrobactrum 

678955 68042 
8 698533 Pees 
1 794989 Rhizob 


801287 80283 


871314 87276 


NR_025204.1 


NR_025035.1 


NR_025034.1 


NR_024885.1 
2 
; Paralactob 
NR_024656.1 


erasakiella. 
NR_026517.1 


cillaceae; 
NR_026498.1 
us 
bacteraceae; 
NR_026076.1 


ae; Geobacte 
NR_026064.1 


lococcaceae; 
NR_025911.1 
llus reuteri 


NR_025742.1 
n 
ceae; Chitin 
NR_029360.1 


NR_029330.1 


bium/Agrobac 
NR_029184.1 
etli Bacter 
um group; Rh 
NR_028909.1 


obacteraceae 
NR_028902.1 


bactrum. 
NR_028901.1 
6 
s; Brucellac 
NR_028889.1 


bacteraceae 
NR_028819.1 


bium/Agrobac 
NR_028814.1 
8 
diales Famil 
NR_028767.1 
0 
illales; Ace 
NR_028663.1 


bium/Agrobac 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 

Terasakiella pusilla 


pusilla Bacteria; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


ba 

Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Lactobacillus reuteri 
Bacteria; Firmicutes; 


Chitinibacter 
ibacter tainanensis 
ibacter. 

Lactobacillus perolens 
perolens Bacteria; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 

ia; Proteobacteria; 

izobium. 
Gluconacetobacter 

acetobacter entanii 

; Gluconacetobacter. 
Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Gluconacetobacter 
Gluconacetobacter 


tobacteraceae; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Brevundimonas nasdae 


NR_028633.1 


1068707 1070133 Brevundimonas nasdae Bacteria; 


334400 Bacteria_16S 


strain 21F-2 16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


334400 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


334400 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


334400 Bacteria_16S 


temperatum strain 
temperatum Bacter 


334400 Bacteria_16S 1354293 1354210 29 112 gi 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial 

diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 
Gluconacetobacter. 

334400 Bacteria_16S 1406907 1406824 29 112 gi 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


334400 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


334400 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


334400 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


334400 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


334400 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


334400 Bacteria_16S 


strain DSM 5901 1 


DSM 5900 16S ribo 
Alphaproteobacter 


334400 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


334400 Bacteria_16S 


strain LMG 1746 1 


strain LMG 1625 1 


strain vc 5 16S r 


chacoense strain 
Bacteria; Proteob 


334400 Bacteria_16S 


strain MCS 25 16S 
Proteobacteria; A 


334400 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


1080377 1080294 29 112 
ribosomal RNA, partial sequence 


gi 


1092601 1092518 29 112 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1094102 1094019 29 112 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


1095543 1095460 29 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1243785 1243702 29 112 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 


ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1486059 1485976 29 112 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1492139 1492056 29 112 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1516016 1515933 29 112 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


gi 


1526687 1526604 29 112 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Lactobacillaceae 
1582470 1582387 29 112 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1648049 1647966 29 112 gi 


1649546 1649463 29 112 


gi 
ia; Rhodospirillales; Acetobacteraceae 
1657178 1657095 29 112 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1750258 1750175 29 112 gi 


1751750 1751667 29 112 


gi 


1846064 1845981 29 112 
ibosomal RNA, partial sequence 


gi 


1890338 1890255 29 112 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
2018183 2018100 29 112 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2019655 2019572 29 112 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 


334400 Bacteria_16S 


1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
334400 Bacteria_16S 
1091188 109 


6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
334400 Bacteria_16S 
somal RNA, partial sequence 1648203 1649649 Stell 


6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
334400 Bacteria_16S 
6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
334400 Bacteria_16S 
1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
334400 Bacteria_16S 


2016867 20182 


2018337 20197 


265678323 


Acetobacte 
265678315 
26 
illus. 
265678314 
quence 
eria; Rhod 
265678313 
10942 
rillales; 
219878114 
quence 
a; Rhizobi 
228720330 
sequence 
teobacteri 


219857143 
quence 
eria; Rhod 
219857250 
quence 

ria; Rhizo 


219846902 
14907 
ostridiace 
219878113 
1 sequence 
teria; Rhi 


219857499 

15252 
; Lactobac 
219878490 
al sequenc 
ria; Rhodo 
219878444 


Acetobacte 
219878443 
; Stella. 

219878437 
sequence 

eria; Rhiz 
219878374 


Acetobacte 
219878373 


Acetobacte 
219878305 


yphomonada 
219878272 
e 18889 
les; Phyll 
219878184 


yphomonada 
219878183 


yphomonada 
2193873182 


2021127 2021044 29 112 gi 


Acet 


bial 


e 1581111 15825 
vari 


obia 


ceae 


obac 


ceae 


ceae 


ref |NR_028625.1 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


raceae; Acetobac 
ref |NR_028617.1 
88 Lactobacillus 


ref|NR_028616.1 
1092739 109419 
ospirillales; Ac 


ref|NR_028615.1 
43 1095577 Acetob 
obacteraceae 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_027591.1 
1352934 135441 
Rhodospirilla 


a; 


ref |NR_024771.1 
1405568 140698 
ospirillales; Ac 


ref|NR_024880.1 
1484704 148617 
es; Phylloba 


ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_025252.1 

1514694 151610 
zobiales; Phyllo 


ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025629.1 
6 
us. 


ref|NR_025583.1 


ter. 
Lactobacillus algidus 
algidus Bacteria; 


Acetobacter 
2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 

Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


’ 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Clostridium 
idium saccharolyticum 


Mesorhizobium 
8 Mesorhizobium 


bacteriaceae; 


Lactobacillus jensenii 
acillus jensenii 


Rhodovarius 
8 Rhodovarius 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


ref|NR_025576.1 
1655822 165727 
les; Brucell 


ref|NR_025513.1 


Stella humosa strain 
a; Proteobacteria; 


Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


race 
ref 


ae; Acetobac 
NR_025512.1 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


race 
ref 


ae; Acetobac 
NR_025444.1 


ter. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


; Maricaulis 
ref|NR_025411.1 
88 1890453 Mesorh 
teriaceae; M 
NR_025323.1 


ref 


Mesorhizobium 
izobium chacoense 
esorhizobium. 
Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


; Maricaulis 


ref|NR_025322.1 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


; Maricaulis 
ref|NR_025321.1 


washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


Maricaulis. 


Maricaulis 


2019809 202123 


0 Maricaulis 


334400 Bacteria_16S 2024105 2024022 29 112 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

334400 Bacteria_16S 2098989 2098906 29 112 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

334400 Bacteria_16S 2245909 2245826 29 it? gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

334400 Bacteria_16S 2335677 2335594 29 112 gi|219857505|ref|NR_025093.1| Paracoccus methylutens 
strain DM12 16S ribosomal RNA, partial sequence 2334350 2335705 Paracoccus methylutens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

334400 Bacteria_16S 2350661 2350578 29 112 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

334400 Bacteria_16S 2509910 2509827 29 112 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

334400 Bacteria_16S 2624086 2624003 29 112 gi| 219857249 |ref|NR_024879.1| Mesorhizobium amorphae 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

334400 Bacteria_16S 2631764 2631681 29 112 gi|219857238|ref|NR_024866.1| Methylarcula terricola 
strain hl 16S ribosomal RNA, partial sequence 2630432 2631792 Methylarcula terricola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 

334400 Bacteria_16S 2710054 2709971 29 112 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

334400 Bacteria_16S 2757974 2757891 30 113 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

334400 Bacteria_16S 2762417 2762334 29 112 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

334400 Bacteria_16S 2782076 2781993 29 112 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

334400 Bacteria_16S 2810658 2810575 29 112 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 


S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


334400 Bacteria_16S 


strain 71 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
334400 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


334400 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


334400 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


334400 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


334400 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


334400 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


334400 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


334400 Bacteria_16S 


ia; Rhodospirillales; Acetobacteraceae; 


2825704 2825621 29 112 gi 
osomal RNA, partial sequence 
Ac 
2905544 2905461 30 113 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


ue 
al 


3004357 3004274 29 112 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3010347 3010264 29 112 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3033021 3032938 29 112 gi 


ne 
ri 


ue 
ba 


ridiales; Clostridiaceae; Clostridium. 
3119039 3118956 29 112 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3132436 3132353 29 112 gi 
n LMG 11892 16S ribosomal RNA, partial 


ria; Proteobacteria; Alphaproteobacter 


en 
ri 


s 
ia 


3158348 3158265 29 112 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 


eq 
le 


2809318 2810728 Asaia 


Asaia. 


219856907 
2824364 28257 
etobacte 
219856853 


nce 
es; 


219846921 


e 30029 
llales; 


219846917 


nce 


219846843 


ce 31176 
llales; 


219846834 


equence 


, 


219846817 


uence 
S; 


3419246 3419163 29 112 gi 


frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconobacter. 


Clos 


cillacea 
219846901 
somal RNA, partial sequence 3031628 3033115 Clost 


Rhizob 


Lachn 
219846632 


siamensis Bacte 


ref|NR_024728.1 
raceae; Asaia. 
ref |NR_024672.1 

2904128 290561 
tridiales Family 


ref |NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026509.1 
3008942 301036 
e; Lactobacillu 
ref |NR_026493.1 
ridium indolis B 


n 


ref|NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


Ww 


ref |NR_026409.1 
3156952 315844 
ospiraceae. 


ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Lactobacillus 

2 Lactobacillus 


’ 


Clostridium indolis 
acteria; Firmicutes; 


Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Mesorhizobium 

6 Mesorhizobium 
teriaceae; 


v 


Desulfotomaculum 
6 Desulfotomaculum 


ref|NR_026224.1 
3417892 341936 


Gluconobacter 
7 Gluconobacter 


334400 Bacteria_16S 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


334400 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 


Gluconacetobacter. 
334400 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


334400 Bacteria_16S 


strain DSM 3503 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
334400 Bacteria_16S 3592028 3591945 29 112 gi| 219846515 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Acetobacter. 

334400 Bacteria_16S 3599706 3599623 29 112 gi| 219846508 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequenc 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; C 
334400 Bacteria_16S 3646578 3646495 29 112 gi|219846474 


strain USDA 1844 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
334400 Bacteria_16S 


3554013 3553930 29 112 gi 
CIB 8746 16S ribosomal RNA, partial se 


; Proteobacteria; Alphaproteobacteria; 


219846541 
quence 

R 
3555544 3555461 29 112 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


219846540 
1 sequence 
ria; Rhodo 


219846529 
equence 
rillales; 


3570671 3570588 29 112 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 
3575217 3575134 29 112 gi| 219846526 
6S ribosomal RNA, partial sequence 3573863 35753 


16S ribosomal RNA, partial sequence 3645244 36466 
biaceae; R 


3684657 3684574 29 112 219846448 


gi 


hodospiri 


spirillales 


ref|NR_026121.1 
3569313 357079 
Acetobacteraceae 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026107.1 

3590670 359214 
spirillales; Ace 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026066.1 


hizobium/Agrobac 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_025955.1 
iaceae; Cyclocla 
ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref |NR_029179.1 
279814 281221 
ulfuromonadales; 


ref |NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref|NR_027219.1 


acea 
ref 


e; Halomonas 
NR_025094.1 


aceae; Kushneria 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref|NR_024701.1 


aceae; Pseudomon 
ref|NR_025895.1 

3885428 388697 
sulfuromonadale 


strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; O 
334400 Bacteria_16S 3693805 3693722 29 112 gi|219846442 
hansonii strain AM6 16S ribosomal RNA, partial sequence 36924 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; M 
334400 Bacteria_16S 3798523 3798440 29 112 gi| 219846364 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 37986 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 
334400 Bacteria_16S 3801489 3801406 29 112 gi| 219846362 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 38015 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
334400 Bacteria_16S 3968197 3968114 29 112 gi| 219846247 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
334400 Bacteria_16S 3976920 3976837 29 112 gi|219846241 
strain IAM 13153 16S ribosomal RNA, complete sequence 39756 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; M 
334400 Bacteria_16S 143964 143878 26 112 gi| 265678967 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 14403 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfur 
334400 Bacteria_16S 281172 281082 23 113 gi| 265678873 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Des 
Geobacter. 

334400 Bacteria_16S 488796 488698 15 113 gi| 265678726 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 48737 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
334400 Bacteria_16S 1213603 1213505 15 113 gi| 224581437 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 12136 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
334400 Bacteria_16S 1484564 1484466 15 113 gi| 219857506 
strain SW32 16S ribosomal RNA, partial sequence 1483159 14846 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
334400 Bacteria_16S 2587118 2587020 15 113 gi|219857277 
mediterranea strain MMB1 16S ribosomal RNA, complete sequence 
mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; 
334400 Bacteria_16S 2864122 2864024 15 113 gi|219856882 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
334400 Bacteria_16S 3886858 3886768 23 113 gi| 219846305 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; De 
Geobacter. 

334400 Bacteria_16S 52909 52832 36 113 gi| 265679029 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 


Firmicutes; Lacto 


bacillales; Enterococcaceae; Enterococcus. 


s: 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


v 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acetobacter 
8 Acetobacter 
tobacteraceae; 


Clostridium 
6 Clostridium 
lostridium. 

Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 

Mesorhizobium ciceri 
ciceri Bacteria; 
um. 
Mesorhizobium 
loti Bacteria; 
um. 

Mycoplana bullata 
ana bullata Bacteria; 


loti 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Geobacter 
Geobacter 
Geobacteraceae; 


Marinomonas 
monas ushuaiensis 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Geobacter 
3 Geobacter 


; Geobacteraceae; 


ref |NR_029337.1 


Enterococcus asini 


Enterococcus asini Bacteria; 


334400 Bacteria_16S 
moscoviensis stra 
moscoviensis Bact 
334400 Bacteria_16S 
radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 
334400 Bacteria_16S 
oligofermentans s 
oligofermentans B 
334400 Bacteria_16S 
phoeniculicola st 
phoeniculicola Ba 
334400 Bacteria_16S 
halichoeri strain 
halichoeri Bacter 
334400 Bacteria_16S 
devriesei strain 
devriesei Bacteri 
334400 Bacteria_16S 


strain HKU4 
Firmicutes; 


334400 Bacteria_16S 
haemoperoxidus st 
haemoperoxidus Ba 
334400 Bacteria_16S 
strain E6844 16S 


16S ribosomal RNA, partial sequence 


775183 77669 


125738 125661 36 113 gi|265678979|ref|NR_029287.1| Nitrospira 
in NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
eria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

263009 262932 29 106 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
ain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
teria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 

Rubrobacter. 

456797 456720 36 113 gi| 265678747 |ref|NR_029052.1| Streptococcus 
train 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
acteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

474999 474922 36 113 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

498004 497927 36 113 gi|265678720|ref|NR_029025.1| Streptococcus 

M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

513348 513271 36 LL. gi|265678710|ref|NR_029015.1]| Streptococcus 
CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

776602 776525 36 113 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 


4 Streptococcus sinensis Bacteria; 


Lactobacillales; Streptococcaceae; Streptococcus. 
831752 831675 36 113 gi|265678492|ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
898277 898200 36 113 gi|265678446|ref|NR_028748.1| Enterococcus avium 


ribosomal RNA, partial sequence 


896853 89837 


6 Enterococcus avium Bacteria; 


Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

334400 Bacteria_16S 916861 916784 36 it3 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
334400 Bacteria_16S 963299 963222 36 113 gi| 265678403 |ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

334400 Bacteria_16S 1021400 1021323 36 113 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 


strain SK3 16S ri 


Firmicutes; 


334400 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
334400 Bacteria_16S 


strain NS51 
Firmicutes; 


334400 Bacteria_16S 
strain I-273 16S 


Firmicutes; 


334400 Bacteria_16S 


colihominis 


17241 Bacteria; 
334400 Bacteria_16S 
n CCUG 42692 16S ribosomal RNA, partia 
Stre 


gallinaceus 
gallinaceus 


334400 Bacteria_16S 


ishimotonii 
ishimotonii 
Desulfonema. 


334400 Bacteria_16S 
lactoaceticus 6A 
Firmicu 
Caldicellu 
334400 Bacteria_16S 
owensensis OL 16S 
Firmicu 
Caldicellu 
334400 Bacteria_16S 
dysgalactiae subs 


Bacteria; 
Sedis; 


Bacteria; 
Sedis; 


bosomal RNA, complete sequence 


1019984 10214 


95 Streptococcus gordonii Bacteria; 


Lactobacillales; Streptococcaceae; Streptococcus. 
1022953 1022876 36 113 gi|265678363|ref|NR_028665.1| Streptococcus 
ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1024524 1024447 36 113 gi|265678362|ref|NR_028664.1| Streptococcus mitis 


16S ribosomal RNA, complete sequence 1023111 10246 
Lactobacillales; Streptococcaceae; Streptococcus. 
1118264 1118187 36 113 gi| 265678297 


ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
1184827 1184742 28 113 


Lacto 


DSM 1 
Firmicutes; Clostridia; 
1225562 1225485 36 113 
strai 
Bacte Firmicutes; Lactobacillales; 
1270948 1270863 28 113 

n Tokyo 01 16S ribosomal RNA, 


ria; Proteobacteria; 


ria; 


strai 
Bacte 
1302338 1302253 28 113 
tes; Clostridia; 
losiruptor. 
1305449 1305364 28 113 
ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 


1323797 1323720 36 113 


Streptococcus. 
1325357 1325272 28 


113 


1116890 11182 
Streptoc 


gi 


7241 16S ribosomal RNA, partial sequen 
Clostridiales; 


gi 


gi 


partial 
Deltaproteobacter 


gi 


gi 


1304017 13055 


Thermoanaerobacterale Thermoa 


gi 


p- dysgalactiae strain ATCC 43078 16S 

Streptococcus dysgalactiae subsp. dysga 
Streptococcaceae; 
334400 Bacteria_16S 


gi 


occus. 
228717037 
ce 


219878314 
1 
pt 
219846400 
sequence 

ia; 


, 


219846639 


16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterale 


Ss; 


219846460 


Ss; 


228715345 
ribosomal 


lactiae Bacteria; 


219878140 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 


Family III. 


Incertae Sedis; Caldicellulosiruptor. 


11834 
Ruminococc 


sequence 


ococcace 


Desulf 


Thermoa 


30 Streptococcus mitis Bacteria; 


ref |NR_028598.1 
82 Streptococcus 


Streptococcus pyogenes 
pyogenes Bacteria; 


ref|NR_027558.1] Anaerotruncus 
85 1184849 Anaerotruncus colihominis DSM 
aceae; Anaerotruncus. 
ref|NR_025453.1] Streptococcus 
1224170 1225671 Streptococcus 
ae; Streptococcus. 
ref|NR_025991.1] Desulfonema 
1269526 1270965 Desulfonema 
obacterales; Desulfobacteraceae; 


ref |NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_027517.1] Streptococcus 
RNA, partial sequence 1322385 1323890 
Firmicutes; Lactobacillales; 


ref|NR_025279.1| Caldicellulosiruptor 
1323941 1325448 Caldicellulosiruptor 


334400 Bacteria_16S 
strain 108 16S ribosomal RNA, partial 
Lactobacillales; 


pseudopneumoniae 
pseudopneumoniae 


334400 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


334400 Bacteria_16S 
m strain CECT 5772 16S ribosomal RNA, 
Lactobaci 


subsp. ruminatoru 
equi subsp. rumin 


334400 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


334400 Bacteria_16S 
CECT 5353 16S ribosomal RNA, partial s 


entericus strain 
entericus Bacteri 


334400 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


334400 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


334400 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


334400 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


334400 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


334400 Bacteria_16S 
ain ATCC 15912 16S ribosomal RNA, part 
Lactobac 


parasanguinis str 
parasanguinis ATC 


334400 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


334400 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


334400 Bacteria_16S 
train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


psychrotolerans s 
psychrotolerans B 


334400 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


334400 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


334400 Bacteria_16S 
1789-79 16S ribosomal RNA, partial se 
Lactobacillales; 


raffinosus strain 
raffinosus Bacter 


334400 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


334400 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


strain B 16S ribo 
Clostridia; Clost 


334400 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


334400 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


334400 Bacteria_16S 


strain OP 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


1411409 1411332 36 113 
Bacteria; Firmicutes; 
1588685 1588608 36 113 
bacillales; Enterococcaceae; 
1610204 1610127 36 113 
atorum Bacteria; Firmicutes; 
1745771 1745694 36 113 
bacillales; Streptococcaceae; 
1765482 1765405 36 113 


Firmicutes; Lactobacillales; 
1984455 1984358 15 112 


a; 


ria; Proteobacteria; 


1986039 1985942 15 112 


ia; Proteobacteria; 


2259757 2259680 36 113 
bacillales; Streptococcaceae; 
2590203 2590126 36 113 


bacillales; Enterococcaceae; 
2593356 2593279 36 113 
bacillales; Enterococcaceae; 
2664933 2664856 36 113 
C 15912 Bacteria; Firmicutes; 
2666495 2666418 36 113 
ATCC 10556 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; 
2681648 2681571 36 113 
train IDR2-2 16S ribosomal RNA, 
acteria; Firmicutes; 
2732792 2732707 27 112 
acteria; Firmicutes; 
2937397 2937316 31 

AIU 301 16S ribosomal RNA, 


112 


2963079 2963002 36 113 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
3025431 3025354 36 LIS. 


Firmicutes; 
3217465 3217388 36 


ia; 
113 
tes; Lactobacillales; 
3302312 3302228 28 112 
ridiales; Blautia. 
3812178 3812101 36 113 
£3 16S ribosomal RNA, partial 
tes; Lactobacillales; 
3832093 3832008 28 113 
tes; Clostridia; Clostridiales; 
3942862 3942781 31 112 
osomal RNA, partial sequence 


334400 Bacteria_16S 


strain Lhet2 16S 


3947243 3947162 31 112 
ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococ 


16S ribosomal RNA, partial sequence 
Streptoc 


n Sy t2 16S ribosomal RNA, partial seque 
Deltaproteobacter 


Cm al4 16S ribosomal RNA, partial seque 
Deltaproteobacteri 


16S ribosomal RNA, partial sequence 
Streptoc 


16S ribosomal RNA, partial sequence 
Enterococ 


16S ribosomal RNA, partial sequence 
Enterococ 


partial 


Lactobacillales; 


complete s 
ia; Proteobacteria; Alphaproteobacteri 


Streptoc 


in S69 16S ribosomal RNA, partial sequ 
Streptococcaceae 


sequence 
Carnobacteriacea 


in C94 16S ribosomal RNA, partial sequ 


224581432 
sequence 

Streptoco 

219878486 


gi 


gi 


cus. 
219878470 
partial se 
llales; St 
219878377 
17443 
occus. 
219878361 
equence 
ococcaceae 
219878206 
nce 
Myxoco 


gi 


gi 


gi 


Strept 
gi 


ia; 
219878205 
nce 
Myxococ 


gi 
a; 


219857560 
22583 
occus. 
219857275 
25888 


gi 


gi 


cus. 
219857273 
25919 


gi 


cus. 
219857214 
ial sequen 
illales; § 
219857213 
sequence 

ococcaceae 
219857202 
1 sequence 
Carnobacte 
219857166 
sequence 
Carnobacte 
219856832 
equence 

a; Rhodosp 


gi 


gi 


Strept 
gi 
partia 


gi 


gi 


gi|219856815 
2961676 29631 
occus. 

219846907 
quence 

ococcaceae 
219846776 
ence 32160 
; Streptoc 
219846720 


gi 


Enter 
gi 


gi 


219846355 
38107 
e; Carnoba 
219846341 
ence 38307 
Ruminococcaceae; 

gi|219846264 

3941522 39429 
Acetobacte 


gi 


gi 


ref|NR_027214.1 
1410019 141148 
ccaceae; Strepto 
ref|NR_025625.1 
92 Enterococcus 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025516.1 
69 1745812 Strept 


ref|NR_025500.1 

1764167 176550 
; Streptococcus. 
ref|NR_025345.1 
1983024 198455 
ccales; Sorangii 


ref|NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025148.1 
45 2259880 Strept 


ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 

2665089 266654 
; Streptococcus. 
ref|NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref|NR_024794.1 

2731401 273285 
riaceae; Marinil 
ref|NR_024651.1 

2936039 293748 
irillales; Aceto 


ref |NR_024634.1 
71 Streptococcus 


ref|NR_026499.1 
3024035 302545 
; Enterococcus. 
ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026312.1 
ia schinkii Bact 


ref|NR_025946.1 
56 3812276 Carnob 
cterium. 

ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025854.1 


raceae; Acidiphi 


gi|219846261 


Streptococcus 
6 Streptococcus 
coccus. 
Enterococcus italicus 


italicus Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Streptococcus ratti 
ococcus ratti Bacteria; 


Streptococcus 
1 Streptococcus 


Chondromyces 
8 Chondromyces 
neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Streptococcus porcinus 
porcinus Bacteria; 


Enterococcus 
9 Enterococcus 


Streptococcus 
ococcus thoraltensis 


Blautia schinkii 
eria; Firmicutes; 


Carnobacterium 
acterium funditum 


Ruminococcus 
coccus flavefaciens 


Acidiphilium rubrum 


34 Acidiphilium rubrum Bacteria; 


lium. 


ref |NR_025851.1 


Acidiphilium cryptum 


3945905 3947317 Acidiphilium cryptum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


334400 Bacteria_16S 3948708 3948627 31 112 
strain KLB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


334400 Bacteria_16S 4118268 4118191 36 113 
strain ON59 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; 


334400 Bacteria_16S 4243316 4243239 36 113 


marimammalium strain M54/01/1 16S ribosomal RNA, partia 
Lactobacillales; 


marimammalium Bacteria; Firmicutes; 


Streptococcus. 


gi|219846260 
3947368 39487 


gi|219846139 
4116858 41183 


gi|219846040 


1 sequence 
Streptococcaceae; 


ref|NR_025850.1 
80 Acidiphilium 


ref|NR_025729.1 
54 Streptococcus 


ref |NR_025630.1 
4241925 424342 


Acidiphilium angustum 


angustum Bacteria; 
Acetobacteraceae; Acidiphi 


lium. 
Streptococcus minor 
minor Bacteria; 


Streptococcus 
4 Streptococcus 


Streptococcus. 


334400 Bacteria_16S 24068 23984 28 112 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

334400 Bacteria_16S 42201 42117 29 113 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

334400 Bacteria_16S 58959 58875 29 113 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

334400 Bacteria_16S 68030 67946 29 113 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

334400 Bacteria_16S 82890 82806 29 113 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

334400 Bacteria_16S 99738 99654 28 112 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
334400 Bacteria_16S 128781 128697 29 113 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 


espejiana strain 
Bacteria; Proteobacteria; Gammaproteobacteria; 
Pseudoalteromonas. 
334400 Bacteria_16S 191258 191174 29 113 
strain BG8 16S ribosomal RNA, partial sequence 
Proteobacteria; 
334400 Bacteria_16S 
whittenburyi stra 


194278 194194 29 113 


Methylococcaceae; Methylobacter. 
334400 Bacteria_16S 197299 197215 29 113 
strain A30 16S ribosomal RNA, partial sequence 
Proteobacteria; 
334400 Bacteria_16S 223574 223490 29 

strain 40 16S ribosomal RNA, partial sequence 
Proteobacteria; 
334400 Bacteria_16S 


113 


249677 249593 29 113 


aerodenitrificans strain Sgly2 16S ribosomal RNA, parti 


aerodenitrificans Bacteria; 
Microvirgula. 


Proteobacteria; 


334400 Bacteria_16S 345322 345238 29 113 gi| 265678828 
strain 124-2 16S ribosomal RNA, partial sequence 343905 34542 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

334400 Bacteria_16S 346882 346798 29 113 gi| 265678827 


strain 39 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Paenibacillaceae; 


334400 Bacteria_16S 348351 348267 29 113 


borstelensis strain Logan B4029 16S ribosomal RNA, partial sequen 
Paenibacillaceae; 


borstelensis Bacteria; Firmicutes; Bacillales; 
334400 Bacteria_16S 354159 354075 29 113 
strain 941 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 


334400 Bacteria_16S 357097 357013 29 113 
strain E-1-A 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 


367543 367459 29 113 


fontislapidosi strain F23 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alt 


fontislapidosi Bacteria; 
Idiomarina. 
334400 Bacteria_16S 


Proteobacteria; 


373506 373422 29 113 


261 16S ribosomal RNA, partial sequence 
Alteromonadales; 


Gammaproteobacteria; Methylococcales; Methylococc 


in 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Gammaproteobacteria; Methylococcales; Methylococc 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Betaproteobacteria; N 


Brevibacillus. 


Sphingomonadales; 


12740 
P 


gi| 265678936 
189853 19130 


gi| 265678934 


gi| 265678932 
195893 19735 


gi| 265678914 
222148 22363 
Vv 
265678896 
al sequenc 


gi 


345474 34689 


gi| 265678826 


gi|265678821 
352821 35423 


gi| 265678818 
355741 35715 
Sphingomon 


gi|265678810 


9 128819 Pseudo 


ref|NR_029244.1 
aceae; Methylomi 
ref |NR_029242.1 
1 sequence 


ref |NR_029240.1 
aceae; Methylomi 
ref |NR_029222.1 


ibrio. 
ref |NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref|NR_029133.1 
3 Lactobacillus 


ref |NR_029132.1 
2 Brevibacillus 


ref |NR_029131.1 
ce 346943 348361 
Brevibacillus. 
ref|NR_029126.1 


ae; Rhodoplanes. 
ref |NR_029123.1 
7 Sphingopyxis 
adaceae; Sphingo 
ref|NR_029115.1 

366150 367594 
eromonadales; Id 


gi| 265678806 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


Sph 


alteromonas espejiana 


seudoalteromonadaceae; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Microvirgula 
Microvirgula 
sseriaceae; 


Lactobacillus pentosus 
pentosus Bacteria; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Idiomarina 
Idiomarina 
iomarinaceae; 


ref|NR_029111.1 
372149 373610 
ingomonadales; S 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


334400 Bacteria_16S 
strain OK2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
334400 Bacteria_16S 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
334400 Bacteria_16S 
Kx156A7 16S ribosomal RNA, 
Lactobacillales; 


Bacteria; 


gastricus strain 
gastricus Bacteria; 


334400 Bacteria_16S 


populi BJ001 16S 
Bacteria; 


Pseudomonas. 


334400 Bacteria_16S 


strain CFBP 2022 


Pseudomonas. 


334400 Bacteria_16S 
strain DLE411J 16S ribosomal RNA, partial sequence 


Firmicutes; 


385749 385665 29 


391887 391803 29 


413550 413466 29 


416685 416601 29 


Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 
rhizosphaerae strain IH5 16S ribosomal RNA, 
rhizosphaerae Bacteria; 


445953 445869 29 
Proteobacteria; 


458305 458221 29 


459757 459673 29 
Proteobacteria; 


471854 471770 29 


ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


334400 Bacteria_16S 


strain S-5623 16S 
Firmicutes; 


69 16S ribosomal 


473466 473382 29 


487211 487127 29 


RNA, partial sequence 


ribosomal RNA, partial sequence 
Lactobacillales; Weissella. 
334400 Bacteria_16S 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


334400 Bacteria_16S 


548343 548259 29 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, part 


mariniglutinosa Bacteria; 


Pseudoalteromonas. 


334400 Bacteria_16S 


Proteobacteria; 


556047 555963 29 


113 


gi 


16S ribosomal RNA, partial sequence 456977 45835 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
334400 Bacteria_16S 
palleroniana strain CFBP 4389 16S ribosomal RNA, partia 
palleroniana Bacteria; 


265678682 


strain P 513/19 16S ribosomal RNA, partial sequence 554659 55615 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


334400 Bacteria_16S 


557589 557505 29 


113 


gi 


265678681 


strain P 527/13 16S ribosomal RNA, partial sequence 556201 55769 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


334400 Bacteria_16S 


559133 559049 29 


113 


gi 


265678680 


strain P 538/23 16S ribosomal RNA, partial sequence 557743 55923 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


334400 Bacteria_16S 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 


strain 520-20 16S 


334400 Bacteria_16S 


N7 16S ribosomal 


Gammaproteobacteria; 
334400 Bacteria_16S 


strain DSM 30039 


ribosomal RNA, 


593763 593679 29 


640934 640850 29 


660532 660448 29 


RNA, partial sequence 
Pseudomonadales; 


690859 690775 29 


113 


113 


complete sequence 


113 


659171 660617 Moraxella 
Moraxellaceae; 


113 


gi 


gi 


265678657 
59240 


Sphingomonadales; 


265678624 


639529 64105 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


gi 


Mo 
gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


334400 Bacteria_16S 
strain B43 16S ribosomal RNA, partial sequence 


334400 Bacteria_16S 


strain SW-45 16S 


334400 Bacteria_16S 


717850 717766 29 


764231 764147 29 


785823 785739 29 


113 


113 


ribosomal RNA, partial sequence 


113 


gi 


265678609 


raxella. 
265678589 


16S ribosomal RNA, partial sequence 689459 69096 


Enterobac 
265678570 


716437 71796 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


Enterobac 
265678537 


762839 76433 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


gi 


mediterranea strain CFBP 5447 16S ribosomal RNA, partia 


mediterranea Bacteria; 


Pseudomonas. 


334400 Bacteria_16S 


strain IMT37 16S 


334400 Bacteria_16S 


Proteobacteria; 


822448 822364 29 


834804 834720 29 


113 


ribosomal RNA, partial sequence 


113 


Gammaproteobacte 


gi 


265678522 
1 sequence 
ria; 


265678498 


821061 82256 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


gi 


265678490 


ial sequen 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ce 546976 548458 
Gammaproteobacteria; Alteromonadales; P 


NR_028987.1 


NR_028894.1 


NR_028826.1 
784432 785869 
Pseudomonadales; 


NR_028801.1 
9 Pseudomonas indica Bacteria; 
seudomonadaceae; 
NR_028793.1 


Pseudomon 


Pseudomon 


Pseudomon 


Pseudomon 


Ccitro 


Enter 


Marinobac 


Pseu 


Pseudomon 


113 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
384340 385870 Pseudomonas lutea Bacteria; 
seudomonadaceae; Pseudomonas. 
113 gi|265678794|ref|NR_029099.1| Chitinimonas 
390482 392023 Chitinimonas taiwanensis 
Burkholderiaceae; Chitinimonas. 
113 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
complete sequence 412124 413673 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
113 gi|265678777|ref|NR_029082.1| Methylobacterium 
415329 416805 Methylobacterium populi BJ001 
Rhizobiales; Methylobacteriaceae; Methylobacterium. 
113 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
complete sequence 444544 446074 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
113 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
seudomonadaceae; Pseudomonas. 
113 gi|265678745|ref|NR_029050.1| Pseudomonas 
1 sequence 458401 459808 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
113 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
470446 471990 Pseudomonas lini Bacteria; 
seudomonadaceae; Pseudomonas. 
113 gi|265678736|ref|NR_029041.1| Weissella koreensis 
472041 473537 Weissella koreensis Bacteria; 
113 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
113 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 


Pseudoalteromonas 


as. 


Pseudomonas poae 


as. 
Pseudomonas 


as. 
Novosphingobium 

hingobium hassiacum 
e; Novosphingobium. 
as. 
ria; 


Proteobacteria; 


bacter. 


obacter. 


ter. 

Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas indica 


as. 


Zymomonas mobilis 


subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 


seudoalteromonadaceae; 


Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
seudomonadaceae; 
NR_028986.1 
2 Pseudomonas poae Bacteria; 
seudomonadaceae; 
NR_028985.1 
6 Pseudomonas congelans Bacteria; 
seudomonadaceae; 
NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
NR_028929.1 


congelans 


Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
seudomonadaceae; 
NR_028914.1 
canis Bacte 


Moraxella canis strain 


Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; 
NR_028875.1 
8 Enterobacter 
teriaceae; 
NR_028841.1 
4 Marinobacter 


Enterobacter pyrinus 
pyrinus Bacteria; 


Marinobacter litoralis 
litoralis Bacteria; 


subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; 


Zymomonas. 
334400 Bacteria_16S 836306 836222 
subsp. mobilis strain ATCC 10988 16S 
mobilis subsp. mo 
Sphingomonadaceae; Zymomonas. 

334400 Bacteria_16S 860504 860420 
strain Kl 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 
334400 Bacteria_16S 909053 908969 
strain RE35F/1 16 
Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 938484 938400 
elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 
334400 Bacteria_16S 
strain CIP 104663 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
334400 Bacteria_16S 966359 966275 
subsp. vallismort 
subsp. vallismort 
Salinivibrio. 
334400 Bacteria_16S 
strain CDC 2970-5 
Bacteria; Proteob 
334400 Bacteria_16S 
strain 167 16S ri 
Proteobacteria; G 
334400 Bacteria_16S 
strain I-75 16S r 
Proteobacteria; Gammaproteobacteria; 
334400 Bacteria_16S 
strain JB-A2 16S 
Proteobacteria; Gammaproteobacteria; 
334400 Bacteria_16S 
strain OK-1 16S ribosomal 
Proteobacteria; Gammaprot 
334400 Bacteria_16S 
strain GP1ll 16S ribosomal 
Proteobacteria; Gammaprot 
334400 Bacteria_16S 
199/55 16S ribosomal RNA, 
Gammaproteobacteria; Pseu 
334400 Bacteria_16S 
strain Ne 11 16S ribosoma 
Proteobacteria; Gammaprot 
334400 Bacteria_16S 
L-3 16S ribosomal 
Gammaproteobacteria; 
334400 Bacteria_16S 
satsumensis strai 
satsumensis Bacteria; 
334400 Bacteria_16S 

yabuuchiae strain 
Bacteria; Proteob 
334400 Bacteria_16S 
strain JCM 21370 
Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 
tardaugens strain 
Bacteria; Proteob 
334400 Bacteria_16S 
strain DAPP-PG 224 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 

334400 Bacteria_16S 
strain Y 16S ribo 
Alphaproteobacteria; 
334400 Bacteria_16S 


961732 961648 


is Bacteria; 


987750 987666 
9 16S ribosomal RNA, 


989330 989246 


ammaproteobacteria; 
990910 990826 


eobacteria; 


eobacteria; 


domonadales; 


eobacteria; 


Pseudomonadales; 


Firmicutes; 


S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; 


bosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


1001724 1001640 29 
ribosomal RNA, partial sequence 


1010732 1010648 29 
RNA, partial sequence 


1013776 1013692 29 
RNA, partial sequence 


1015272 1015188 29 
partial sequence 


1016768 1016684 29 
1 RNA, partial sequence 


1018265 1018181 29 
RNA, partial sequence 


1033598 1033514 29 
n NRIC 0604 16S ribosomal RNA, partial 
Lactobacillales; 
1068562 1068478 29 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1071556 1071472 29 
16S ribosomal RNA, partial sequence 1070184 10716 


1074471 1074387 29 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078865 1078781 29 


1084842 1084758 29 
somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadales; 

1119719 1119635 29 
ATCC 35469 16S ribosomal RNA, partial sequence 


29 
ribosomal 


113 gi 
RNA, par 


bilis Bacteria; Proteobacteria; Alphap 


28 
sequence 
Desulfuromonadales 

29 113 gi 


112 gi 


Sphingomonadales; 
29 113 gi 


KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


29 113 gi 
complete sequence 
Pseudomonadales; P 
29 113 gi 


is strain DV 16S ribosomal RNA, partia 
Proteobacteria; 


Gammaprot 


29 113 gi 
partial sequence 
Enteroba 
29 113 gi 
Enterobacteriales; 
29 113 gi 


Enterobacteriales; 
113 gi 


Thiotrichales; Pis 
113 gi 


Alteromonadales; S 
113 gi 


Pseudomonadales; M 
TLS. gi 


Mo 
gi 


Moraxellaceae; 
213 


Pseudomonadales; M 
it3 gi 


Mo 
gi 


Moraxellaceae; 
113 


Lact 


113 gi 


113. gi 
Rhodospirillales; 
113 gi 


113 gi 
partial sequence 
Sphingomonadales; 
113 gi 


Sphingomonadacea 
113 gi 


Sp 
265678489 


tial seque 
roteobacte 


265678472 


859076 86059 


; Geobacte 
265678439 


907717 90916 


Erythrobac 
265678420 

uence 

Alteromo 


’ 


265678404 
96032 


265678401 
1 sequence 
eobacteria 


265678386 
98633 

cteriales; 

265678385 


987916 98944 


Enterobac 
265678384 


989496 99101 


Enterobac 
265678377 


1000320 10017 


ciricketts 
265678371 


1009316 10108 


hewanellac 
265678369 


1012401 10138 


oraxellace 
265678368 


1013897 1015342 Morax 


raxella. 
265678367 


1015393 10168 


oraxellace 
265678366 


1016889 1018335 Morax 


raxella. 

265678356 
sequence 
obacillace 
265678332 
ence 10672 


Sphingomonadales; 


265678330 


Rhodospiri 
265678328 
ence 10731 


Sphingomonadales; 


265678324 
10775 

Sphingomon 

265678320 


e; Sphingo 
228716249 


seudomonad 


hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 

834947 
Sphingomona 
ref|NR_028775.1 
raceae; Geobacte 
ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
NR_028722.1 
8 
nada 


ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028703.1 
964933 966480 
Vibrionales; 


, 


ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028679.1 


iace 
ref 


ae; Thiomicr 
NR_028673.1 


Shewanella. 
NR_028671.1 


eae; 
ref 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 
ella 
ref|NR_028669.1 
Moraxella. 


NR_028668.1 
bovis Bacte 


ae; 
ref 
ella 


ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028632.1 


llaceae; Tistrel 
ref|NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_027549.1 


a 


Vv 


Sphingomonadaceae; 
Zymomonas mobilis 
836398 Zymomonas 


dales; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


r. 

Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Pseudoalteromonas 

Pseudoalteromonas 
lteromonadaceae; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Shewanella algae 


53 Shewanella algae Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 

Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Sphingobium amiense 
acteria; Proteobacteria; 


Escherichia fergusonii 


1118333 1119805 Escherichia fergusonii ATCC 35469 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 


334400 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; 


Sphingopyxis. 


334400 Bacteria_16S 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
thermotolerans Bacteria; 


Pseudomonas. 


334400 Bacteria_16S 
DSM 16069 16S ribosomal 


Bacteria; 


C91 16S ribosomal 
Proteobacteria; 


limnophilus strai 


limnophilus Bacteria; 
334400 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


334400 Bacteria_16S 


hydrocarbonoclast 


hydrocarbonoclasticus Bacteria; 


Marinobacter. 


334400 Bacteria_16S 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferri 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonada 
334400 Bacteria_16S 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial seq 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteob 


Salinivibrio. 


334400 Bacteria_16S 


strain 08145 16S 
Proteobacteria; 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


334400 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 
strain ATCC 33790 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteobacteria; 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


334400 Bacteria_16S 


strain S-3 16S ri 


strain LMG 2210 1 
Proteobacteria; G 


334400 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


strain M2000/95/1 
Bacteria; Proteob 


doudoroffii strai 
doudoroffii Bacte 


334400 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


9187 strain TA 4r 
Bacteria; Proteob 


Lactobacillales; 
334400 Bacteria_16S 
witflariensis strain W-5 
witflariensis Bacteria; 


Proteobacteria; 
334400 Bacteria_16S 


B 


G 


1124381 1124301 33 


1142435 1142351 29 


1145515 1145431 29 


Proteobacteria; 


1175800 1175716 29 


1180309 1180225 29 
RNA, partial sequence 


1255745 1255661 29 


Firmicutes; 
1288885 1288801 29 


Weissella. 
1293303 1293219 29 


1343678 1343594 29 


1355909 1355825 29 


1382975 1382891 29 


1397931 1397847 29 


1400940 1400856 29 
RNA, partial sequence 


1408370 1408286 29 


1414432 1414348 29 


1415939 1415855 29 


1431366 1431282 29 


1443724 1443640 29 


1455826 1455742 29 


Proteobacteria; 
1460158 1460074 29 


ria; 


1496613 1496529 29 
16S ribosomal RNA, 


1546544 1546460 29 


RNA, partial sequence 
Gammaproteobacteria; 


icus strain VT8 16S ribosomal 
Proteobacteria; 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 


113 


S ribosomal RNA, partial sequence 
Lactobacillaceae; 


113 


113 


Gammaproteobacteria; 


113 


113 


R 


113 


113 


1287447 1289004 Weiss 


113 


113 


113 


113 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
334400 Bacteria_16S 


113 


113 


1399580 1401060 Sphin 
Sphingomonadales; 


113 


113 


113 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
334400 Bacteria_16S 


113 


113 


strain KMM 231 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


1122944 11244 
Lactobacillus. 


gi 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi 


gi 


1174405 11758 
Kangiella. 


gi 


178919 1180416 Nitro 
etaproteobacteria; Nitrosomonadales; Nitrosomona 
334400 Bacteria_16S 
n DSM 6472 16S ribosomal RNA, 
Bacillales; 


gi 


partial 
Paenibacillaceae; 


gi 


gi 


RNA, partial seque 
Gammaproteobacter 


gi 


gi 


gi 


1381574 13830 
Idiomarinac 


gi 


RS 2060 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


1413085 14145 
Sphingomonadales; 


gi 


6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


16S ribosomal RNA, partial sequence 1429972 14314 
ammaproteobacteria; Pasteurellales; Pasteurellac 
334400 Bacteria_16S 

16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
334400 Bacteria_16S 
n MBIC1298 16S ribosomal RNA, 


213 gi| 224581435 

113 gi| 224581426 

14423 

Pasteurellales; Pa 

113 gi|224581417 
partial sequence 

Gammaproteobacteria; Aeromo 

113 gi| 224581413 


1458766 14602 


gi 


complete sequence 
acteria; Gammaproteobacteria; 
334400 Bacteria_16S 


Aeromonadales; 


gi 


224581425 


253680762 
Sphi 
253680760 
Pse 


228718578 


228717704 


219857194 
sequence 
B 
219846052 


228716433 


228721107 


228720264 


228717104 


228715764 


228715353 


Sphingomon 
219846657 


s 
224581449 


Sphingomon 
224581448 


Enterobac 
219846691 

14952 

Aer 


ref 


ref 
aL 


ref 


bR 


ref 


ref 
somo 
dace 
ref 


revi 
ref 
ella 


ref 
nce 
ia; 


ref 
mona 
ceae 
ref 

uenc 
acte 


ref 


eae; 
ref 


Rhiz 


ref 
gomo 
adac 

ref 
uenc 
phin 


ref 


adac 
ref 


acea 
ref 


eae; 
ref 


steu 
ref 


nada 
ref 


teri 
ref 


omon 


219857261 


63 Lactobacillus 


141076 114255 
ngomonadales; 


144133 114556 
udomonadales; 


1254345 12558 


1396599 13980 


29 1443825 Actino 


1454432 14559 


67 1496682 Tolumo 


NR_027206.1 


NR_028010.1 
Sp 
NR_028008.1 
Ps 


NR_027574.1 


NR_027566.1 
nas eutropha 
ae; 
NR_024822.1 
4 
bacillus. 
NR_025642.1 
soli Bacter 


NR_027551.1 
129190 
Alteromonada 


NR_027602.1 
s balearica 
; Ferrimonas 
NR_027590.1 
e 135446 
ria; Vibrion 


NR_027560.1 


Idiomarina. 
NR_027539.1 
3 
obiales; Met 


NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_026249.1 
e 140703 
gomonadales; 


NR_027233.1 


eae; Sphingo 
NR_027230.1 


e; Pseudomon 
NR_027217.1 


Phocoenobac 
NR_027207.1 


rellaceae; A 
NR_027198.1 
vl 
les; Aeromon 
NR_027194.1 


aceae; Xenor 
NR_026283.1 


adaceae; Tol 


ref 


Lactobacillus antri 
antri Bacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Brevibacillus 
5 Brevibacillus 


Weissella soli strain 
ia; Firmicutes; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 
Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 

Actinobacillus scotiae 

bacillus scotiae 

ctinobacillus. 
Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 

Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 

Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 


NR_024892.1 


Idiomarina zobellii 


1545151 1546614 Idiomarina zobellii Bacteria; 


Idiomarinaceae; 


Idiomarina. 


334400 Bacteria_16S 


strain KMM 227 16 
Proteobacteria; G 


334400 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


334400 Bacteria_16S 


stercoricanis str 
stercoricanis Bac 


334400 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


334400 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


334400 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


334400 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


334400 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


334400 Bacteria_16S 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


334400 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


334400 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


334400 Bacteria_16S 


strain LMG 20362 


Proteobacteria; G 


334400 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; G 


334400 Bacteria_16S 


15052 16S ribosom 
Gammaproteobacter 


334400 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


334400 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


334400 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


334400 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


334400 Bacteria_16S 


strain ME102 16S 


Proteobacteria; G 


334400 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


334400 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


334400 Bacteria_16S 


strain EDIV 16S r 
Proteobacteria; A 


334400 Bacteria_16S 


strain 95Al 16S r 


1548059 1547975 29 113 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1571892 1571808 29 113 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1623760 1623676 29 113 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1634373 1634289 29 113 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1641916 1641832 29 113 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


gi 


1643478 1643394 29 113 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1660283 1660199 29 113 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1667963 1667879 29 113 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1687591 1687507 29 113 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 


gi 


1695358 1695274 29 113 gi 
ammaproteobacteria; Pseudomonadales; P 
1696902 1696818 29 113 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


1777434 1777350 29 113 gi 


ammaproteobacteria; Vibrionales; Vibri 
1794016 1793932 29 113 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1795571 1795487 29 113 gi 
al RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1797055 1796971 29 113 gi 


ammaproteobacteria; Vibrionales; Vibri 
1836780 1836696 29 113 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


1841491 1841407 29 113 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1847612 1847528 29 113 gi 
train NF22 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


1862674 1862590 29 113 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1876383 1876299 29 113 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1944838 1944758 33 113 gi 
16S ribosomal RNA, complete sequence 

tes; Lactobacillales; Lactobacillaceae 
1956909 1956825 29 113 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1963069 1962985 29 113 gi 
ibosomal RNA, complete sequence 


gi 


1546665 15481 


1642082 16435 


1658880 16603 


16S ribosomal RNA, partial sequence 1693968 16954 


1695512 16970 


16S ribosomal RNA, partial sequence 1776030 17774 


1792623 17941 


1794167 1795601 Vibri 


16S ribosomal RNA, partial sequence 1795652 17971 


1861284 18627 


1874987 18764 


1955571 19570 


219857260 


diomarinac 
219878156 
al sequenc 
teria; Aer 
219878461 
equence 
ria; Burkh 
219878454 
equence 
Aeromona 
219878449 
equence 
ria; Pseud 


v 


219878448 


seudomonad 
219878435 


onaceae; G 
219878430 
16665 
Enterobac 
219878417 
equence 

ia; Hydrog 


219878411 


seudomonad 
219878410 


seudomonad 
219878352 


onaceae; V 
219878340 


onaceae; V 
219878339 


219878338 


onaceae; V 
219878311 
e sequence 
ria; Rhodo 


219878308 
al sequenc 
ctobacilla 
219878304 
sequence 

cteria; Al 


219878293 


Oleiphila 
219878284 


steurellac 
219878232 

19433 
; Lactobac 
219878224 


Sphingomon 


ref|NR_024891.1 
eae; Idiomarina 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025600.1 

1622384 162383 
olderiales; Alca 
ref|NR_025593.1 

1632974 163447 
dales; Aeromona 
ref|NR_025588.1 
1640520 164203 
omonadales; Pseu 


ref|NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025574.1 


rimontia. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025556.1 

1686206 168766 
enophilales; Hy 
ref|NR_025550.1 
acea 
ref 


e; Pseudomon 
NR_025549.1 


acea 
ref 


e; Pseudomon 
NR_025491.1 
ibri 
ref 


oO. 
NR_025479.1 


ibri 
ref 
o xu 


oO. 
NR_025478.1 
ii Bacteria 


’ 


ref|NR_025477.1 
ibrio. 
ref|NR_025450.1 

1835368 183689 
cyclales; Rhodoc 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref |NR_025443.1 

1846218 184771 
teromonadales; S 


ref|NR_025432.1 


v 


NR_025423.1 


ceae 
ref 


eae; Haemophilu 
ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 


219878220 


ref|NR_025359.1 


d 


d 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 

Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 

Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 

Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Lactobacillus 
3 Lactobacillus 
lus. 

Shewanella 
2 Shewanella 
hewanellaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 
Oleiphilus. 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
Ss. 


Lactobacillus frumenti 
acillus frumenti 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Pasteurella skyensis 


1961654 1963186 Pasteurella skyensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 


334400 Bacteria_16S 1966150 1966066 29 113 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

334400 Bacteria_16S 1999950 1999866 29 113 gi|219878196|ref|NR_025335.1| Pragia fontium strain 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 

334400 Bacteria_16S 2016711 2016627 29 113 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

334400 Bacteria_16S 2086904 2086820 29 113 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

334400 Bacteria_16S 2092902 2092818 29 113 gi|219878128|ref|NR_025267.1| Shewanella baltica 
strain 63 16S ribosomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

334400 Bacteria_16S 2114170 2114086 29 113 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

334400 Bacteria_16S 2118778 2118694 29 113 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

334400 Bacteria_16S 2144452 2144368 29 113 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 
strain Ps 9-14 16S ribosomal RNA, partial sequence 2143068 2144522 Pseudomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

334400 Bacteria_16S 2145957 2145873 29 113 gi|219857638|ref|NR_025227.1| Pseudomonas 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

334400 Bacteria_16S 2152056 2151972 29 113 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

334400 Bacteria_16S 2197518 2197434 29 113 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

334400 Bacteria_16S 2220186 2220102 29 113 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

334400 Bacteria_16S 2230791 2230707 29 113 gi|219857579|ref|NR_025167.1| Laribacter 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
334400 Bacteria_16S 2235344 2235260 29 113 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

334400 Bacteria_16S 2250584 2250500 29 113 gi| 219857566 |ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

334400 Bacteria_16S 2252109 2252025 29 113 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

334400 Bacteria_16S 2272180 2272096 29 113 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

334400 Bacteria_16S 2273653 2273569 29 113 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

334400 Bacteria_16S 2278300 2278216 29 LL. gi| 219857548 |ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
334400 Bacteria_16S 2284387 2284303 29 113 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter marinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 

334400 Bacteria_16S 2299358 2299274 29 113 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

334400 Bacteria_16S 2303817 2303733 29 113 gi|219857528|ref|NR_025116.1| Marinobacter 


lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
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2322144 2322060 29 


113 


gi 


1 16S ribosomal RNA, partial sequence 


2323696 2323612 29 


Gammaproteobacteria; Pseudomonadales; P 
334400 Bacteria_16S 


4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobac 


2337088 2337004 29 


Roseinatronobacter. 


334400 Bacteria_16S 


2341599 2341515 29 


strain LBB1 16S ribosomal RNA, partial s 


strain SPS-1037 1 
Proteobacteria; 


334400 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


334400 Bacteria_16S 
ain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; 


psychrophilus str 


Methylobacter. 


334400 Bacteria_16S 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, part 


2411527 2411443 29 


2414660 2414576 29 


it3 gi 
teria; Pseudomo 

LTS. gi 

113 gi 
equence 


S ribosomal RNA, partial sequence 


ammaproteobacteria; Methylococcales; M 


2440401 2440317 29 
Proteobacteria; 


2449568 2449492 36 


2340265 23417 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
334400 Bacteria_16S 
6S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Te 


219857515 
23207 


219857514 
23223 
nadales; 
219857504 
uence 

ia; 


219857501 


seudomonadaceae; 


Pseudomonadaceae; 
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ref |NR_025103.1 
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76 Methylosarcina fibrata Bacteria; 


Methylobacter 
1 Methylobacter 


hodobacteraceae; Rhodobaca. 
113 gi|219857453|ref|NR_025041.1 
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112 


gi 


olivapovliticus Bacteria; Firmicutes; Lactobacillales; 


334400 Bacteria_16S 
taejonensis strain JSS-54 16S ribosomal RNA, partial se 
taejonensis Bacteria; Proteobacteria; Alphaproteobacter 


Sphingopyxis. 


334400 Bacteria_16S 


strain JSS-26 16S 
Proteobacteria; A 


334400 Bacteria_16S 


strain JSS-7 16S 
Proteobacteria; A 


334400 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


334400 Bacteria_16S 
rain SBK26 16S ribosomal RNA, 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


334400 Bacteria_16S 
rain DBK11 16S ribosomal RNA, 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


334400 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


334400 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


334400 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


334400 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


334400 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


334400 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


334400 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


2458601 2458517 29 


2460092 2460008 29 
ribosomal RNA, partial 
lphaproteobacteria; 
2461584 2461500 29 
ribosomal RNA, partial 
lphaproteobacteria; 
2466209 2466125 29 
16S ribosomal RNA, 
tes; Lactobacillales; 
2522069 2521985 29 


cteria; Proteobacteria; 


2523549 2523465 29 


cteria; Proteobacteria; 


2556375 2556291 29 


2557941 2557857 29 


2571700 2571616 29 


2580821 2580737 29 


2582387 2582303 29 


2583957 2583873 29 


2585526 2585442 29 


334400 Bacteria_16S 


2596364 2596280 29 


complete 


113 


113 
sequence 


113 
sequence 


113 


113 


113 


113 


113 


113 


113 


113 


113 


113 


113 


gi 


gi 


2458757 24601 


Sphingomonadales; Sphingomonadaceae; 


gi 


2460248 24616 


Sphingomonadales; Sphingomonadaceae; 


gi 


sequence 
Lactobacillaceae 


gi 


partial 
Gammaproteobac 


gi 


partial 
Gammaproteobac 


gi 


16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Pseudomo 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
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Proteobacteria; 


16S ribosomal RNA, partial sequence 3176631 31781 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


RB16-17 16S ribosomal RNA, partial sequence 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 
16S ribosomal RNA, partial sequence 3208570 32100 


Sphingomonadales; 


16S ribosomal RNA, partial sequence 3210062 32115 
Sphingomonadales; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 


Gammaproteobacteria; 


RNA, partial seque 


gi|219846858 
Suc 


gi| 219846803 


gi|219846790 


gi|219846782 


gi|219846781 


gi|219846746 
Sphingomon 
219846745 
sequenc 
Rhizob 
219846739 
32719 


gi 


gi 


gi|219846718 


gi|219846717 


gi|219846667 
Oren 
219846630 

sequenc 
Alter 


gi 


gi| 219846628 


Sphingomonadales; 


Sphingomonadaceae; 


Sphingomonadaceae; 


ref |NR_026450.1 
79 3096617 Rumin 


ref |NR_026395.1 


ref|NR_026382.1 


196654 319807 


Ww 


ref |NR_026374.1 


ref |NR_026373.1 


ref |NR_026338.1 
78 Sphingomonas 
adaceae; 
ref |NR_026337.1 
e 3262929 326438 


ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; 
ref |NR_026310.1 
44 Lactobacillus 


ref |NR_026309.1 
06 Lactobacillus 
ref |NR_026259.1 
ia. 
ref|NR_026222.1 


e 3420894 342232 
omonadales; Pseu 


ref 
nce 


NR_026220.1 
342386 


cinivibrionaceae; 


iales; Hyphomicrobiaceae; 


Ruminobacter 

bacter amylophilus 
Ruminobacter. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 
Pseudomonas. 


Sandaracinobacter 
0 Sandaracinobacter 


Sphingomonadaceae; 


Sphingomonas mali 


11 Sphingomonas mali Bacteria; 
Sphingomonas. 


Sphingomonas pruni 


03 Sphingomonas pruni Bacteria; 
Sphingomonas. 


Sphingomonas trueperi 


trueperi Bacteria; 
Sphingomonas. 


Pedomicrobium 

2 Pedomicrobium 

Pedomicrobium. 
Shigella flexneri 

la flexneri Bacteria; 


Shigella. 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas. 
3521792 3521708 28 


Pseudoalteromonadaceae; 


334400 Bacteria_16S 112 


acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


acidigallici Bacteria; 
Pelobacter. 
334400 Bacteria_16S 
strain ATCC 15338 
Proteobacteria; 
334400 Bacteria_16S 3561722 3561638 29 113 
strain 717 16S ribosomal RNA, partial sequence 
Proteobacteria; 
334400 Bacteria_16S 
strain ATCC 14048 
Proteobacteria; 
334400 Bacteria_16S 
strain ATCC 35912 
Bacteria; Proteobacteria; Gammaproteobacteria; 
334400 Bacteria_16S 3581165 3581082 29 


Proteobacteria; 


3560207 3560123 29 113 


3566208 3566124 29 


113 


3569219 3569135 29 113 


112 


thiosulfatophilus strain RB-3 16S ribosomal RNA, partial 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseococcus. 


334400 Bacteria_16S 3613347 3613263 29 113 


strain : CIP 7430 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


334400 Bacteria_16S 3631374 3631290 28 112 
strain Dfr2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


334400 Bacteria_16S 3651156 3651072 29 113 
strain VKM-14L 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


16S ribosomal RNA, partial sequence 
Vibrionales; 


gi|219846562 


Desul 


219846536 
35587 
Vv 
gi|219846535 
3560299 35617 
Vv 
219846532 
35647 
Vv 
219846530 
35678 
Vibri 
219846522 
sequence 


gi 


gi 


gi 


gi 


219846497 
36119 


gi 


gi|219846485 
3629961 36314 
Geobacte 
219846471 


gi 


furomonadales; 


ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


ibrio. 
ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio. 
ref|NR_026114.1 
3579840 358126 
Rhodospirillales 


ref|NR_026089.1 
33 3613434 Aeromo 
Aeromonas. 
ref|NR_026077.1 


raceae; Geobacte 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Roseococcus 
5 Roseococcus 


; Acetobacteraceae; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 


ref|NR_026063.1 


Methylocaldum gracile 


3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


334400 Bacteria_16S 


frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 
frigidimarina Bacteria; 


334400 Bacteria_16S 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial 
psychrotropica Bacteria; 


334400 Bacteria_16S 
strain 1846 16S 


334400 Bacteria_16S 


strain A089 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


334400 Bacteria_16S 


strain 172 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


334400 Bacteria_16S 
strain NCTC 3438 
Bacteria; 
334400 Bacteria_16S 


oryzihabitans strain L-1 16S ribosomal RNA, 
oryzihabitans Bacteria; 


Pseudomonas. 
334400 Bacteria_16S 
extorquens strain 


Methylobacterium. 
334400 Bacteria_16S 
capsulatum strain 


Novosphingobium. 
334400 Bacteria_16S 


strain CL-SP19 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


334400 Bacteria_16S 
strain SW-161 16S 


334400 Bacteria_16S 
seohaensis strain 


Erythrobacter. 
334400 Bacteria_16S 


donghaensis strain SW-132 16S ribosomal RNA, partial sequence 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 
334400 Bacteria_16S 
flavimaris strain 


Sphingopyxis. 
334400 Bacteria_16S 


strain 848 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 


334400 Bacteria_16S 
strain SW-154 16S 


334400 Bacteria_16S 
daepoensis strain 


Marinobacter. 
334400 Bacteria_16S 
strain SW-117 16S 


334400 Bacteria_16S 
aquimaris strain 
Bacteria; 
334400 Bacteria_16S 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
334400 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 


3660375 3660291 29 


Proteobacteria; 
3663435 3663351 29 


Proteobacteria; 


3675581 3675497 29 


3750259 3750175 29 


3762479 3762395 28 


3826017 3825933 29 


3906798 3906714 29 
Proteobacteria; 


3939961 3939877 29 


TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


3966681 3966597 29 


3984127 3984043 29 


3995981 3995897 29 


3997472 3997388 29 


3998966 3998882 29 


4001890 4001806 29 


4009470 4009386 29 


4018483 4018399 29 


4020024 4019940 29 


4030702 4030618 29 


4036843 4036759 29 


4053338 4053254 29 


4122933 4122849 29 


113 


Gammaproteobacteria; Alte 


113 


Gammaproteobacteria; Alt 


113 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


113 


112 


113 


complete sequence 


113 


113 


113 


GIFU 11526 16S ribosomal RNA, partial sequence 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; 


113 


113 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


113 


SW-135 16S ribosomal RNA, partial sequence 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


113 


113 


SW-151 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


113 


113 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Kangiella. 


113 


SW-156 16S ribosomal RNA, partial sequence 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; 


113 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


113 


SW-110 16S ribosomal RNA, partial sequence 40355 
Proteobacteria; Alphaproteobacteria; 


113 


3562 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


113 


Pasteurellales; 
complete sequence 


Gammaproteobacteria; 


complete sequence 


Sphingomonadales; 


Alteromonadales; P 


gi|219846465 


219846463 
sequenc 


gi 


gi|219846454 
3674212 36756 


gi|219846401 
3748871 37503 


gi|219846391 
3761076 37625 
Geobacte 
219846346 
38245 
Pa 
219846291 


gi 


gi 
Pseu 


gi| 219846266 


Rhizobi 


gi| 219846248 
Sphingo 


gi| 219846236 
3982735 39841 


gi|219846228 
3994645 39960 


Erythrobac 
219846227 


gi 
Sphingo 
gi| 219846226 
Sphing 
gi|219846224 
Sphingo 


gi| 219846217 
4008054 40095 


gi| 219846211 
4017086 40185 


gi|219846210 


Alterom 


gi| 219846203 
4029306 40308 


gi| 219846199 


219846185 
40519 


gi 


219846135 


NR_026057.1 
3658961 366046 
romonadales; 
ref |NR_026055.1 
e 3662041 366352 
ref|NR_026045.1 
teriaceae; 
ref |NR_025992.1 


ref|NR_025982.1 
raceae; 
ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref|NR_025881.1 

3905392 390691 
domonadales; 


ref|NR_025856.1 
3938625 394003 
ales; Methylobac 


NR_025838.1 
3965346 396678 
monadales; Sphin 
ref |NR_025826.1 
eae; Idiomarina. 
ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
NR_025817.1 
3996136 399757 
monadales; Eryth 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


ref|NR_025814.1 

4000552 400199 
monadales; Sphin 
ref|NR_025807.1 


Aeromonas. 
NR_025801.1 


e; 
ref 


ref|NR_025800.1 
4018632 402012 
onadales; Altero 


ref |NR_025793.1 
eae; Shewanella. 
ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


ref|NR_025725.1 


gi 


succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Petrobacter. 


4121524 412305 


Shewanellaceae; 


eromonadales; Colwelliaceae; 


Shewanella 
5 Shewanella 
Shewanella. 
Colwellia 
6 Colwellia 
Colwellia. 
Pantoea ananatis 


66 Pantoea ananatis Bacteria; 
Pantoea. 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
Geobacter. 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Pseudomonas 
8 Pseudomonas 


Pseudomonadaceae; 


Methylobacterium 
1 Methylobacterium 
teriaceae; 


Novosphingobium 
8 Novosphingobium 


gomonadaceae; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 


gomonadaceae; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Pseudoalteromonas 
alteromonas aliena 
aceae; 


Petrobacter 
2 Petrobacter 


334400 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; 


G 


334400 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; 


G 


334400 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


334400 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


334400 Bacteria_16S 


ganghwensis strai 


ganghwensis Bacteria; 
334400 Bacteria_16S 


translucida strai 
translucida Bacte 


Pseudoalteromonas. 


ria; 


334400 Bacteria_16S 


paragorgicola strain KMM 3548 16S ribosomal RNA, partia 


6S ribo 
ammapro 


6S ribo 
ammapro 


16S ribosomal 
idetes; 


6S ribo 
etaproteobacteria; 


4170544 4170460 29 


4179776 4179692 29 


4193524 4193440 28 


Bacteroidia; 
4195047 4194963 29 


4196527 4196443 29 


Proteobacteria; 
4214604 4214520 29 


Proteobacteria; 


4216159 4216075 29 


113 


113 


112 


113 


113 


113 


113 


gi 


gi 


gi 


RNA, partial sequence 
Bacteroidales; 


gi 


gi 


gi 


n KMM 520 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


gi 


219846100 


somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; Alt 


219846094 


somal RNA, partial sequence 4178357 41798 


teobacteria; Alteromonadales; Shewanellac 


219846080 
41921 


Bacteroidaceae; 


219846079 


somal RNA, partial sequence 4193672 41950 
Burkholderiales; Alca 


219846078 


n JC2044 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Oceano 
219846065 
equence 


Altero: 
219846064 
1 sequence 


paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alte 


Pseudoalteromonas 


334400 Bacteria_16S 
strain U 5/41 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


334400 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


334400 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


tes; 


334400 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


334400 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


334400 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


334400 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


334400 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


cia 


334400 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


334400 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


334400 Bacteria_16S 


strain AS130 16S 


strain PL7HG1 16S 


strain R 8118 16S 
Proteobacteria; B 


334400 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


ia; 


334400 Bacteria_16S 
strain K11 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 


4246344 4246260 29 


21020 20937 29 


153019 152936 29 


Clostridia; 
200400 200317 29 


Proteobacteria; 


235599 235516 29 


237235 237152 29 


238817 238734 29 


240364 240281 29 


complex. 
241950 241867 29 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Burkholderia 


257082 256999 29 


355618 355535 29 


384166 384083 29 


468776 468693 29 


477894 477811 29 


Rhodobacterales; 
534635 534552 30 


113 


112 


112 


112 


112 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Burkholderia 


112 


112 


112 


112 


112 


112 


ribosomal RNA, partial sequence 


112 


ribosomal RNA, partial sequence 


112 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


112 


gi 


219722938 


4244934 42463 


gi 


n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 


gi 


n X2 16S ribosomal RNA, partial sequence 
Clostridiales; 


Enterobac 
265679050 
sequence 
a; Burkhol 


265678961 
15161 


Clostridiaceae; 


gi 


in WoAcyl 16S ribosomal RNA, partial s 


eria; Deltaproteobacteria; 


gi 


265678930 
equence 
Desul 


265678905 


234235 23583 


gi 


n A 1 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 


gi 


gi 


2327 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 


gi 


265678904 
23588 
Bu 
265678903 


6S ribosomal RNA, partial sequence 237457 23896 
etaproteobacteria; Burkholderiales; Burkholderia 


265678902 
23901 
Bu 


265678901 


240595 24207 


gi 


gi 


265678891 


LB400 16S ribosomal RNA, partial sequence 25570 
acteria; Betaproteobacteria; Burkholderiales; 


Bu 
265678820 


354284 35569 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
334400 Bacteria_16S 


gi 


265678799 


382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
334400 Bacteria_16S 


gi 


265678739 


467397 46889 


gi 


rkholderia 
265678733 


476563 478023 Parac 


113 


Rhodobacteraceae; 


gi 


Paracoccu 
265678696 


eromonadaceae; 


ref|NR_025690.1 
64 Marinobacter 
ref |NR_025684.1 


eae; 


ref|NR_025670.1 


ref|NR_025669.1 
Kerstersia. 
NR_025668.1 
195136 41965 
spirillales; 
ref|NR_025655.1 


ref 


rs 


monadales; 
ref|NR_025654.1 


romonadales; 


furomonadales; 


ref |NR_029213.1 
4 Burkholderia 
ceae; Burkho 
ref|NR_029212.1 


rkholderiaceae; 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkho 
ref|NR_029210.1 


rkholderiaceae; 
ref |NR_029209.1 
2 Burkholderia 
ceae; 
ref|NR_029199.1 
rkholderiaceae; 
ref|NR_029125.1 
0 Rhodoplanes e 
ae; 
ref|NR_029104.1 
9 Bradyrhizobiu 
ae; 
ref|NR_029044.1 
3 Burkholderia 
ceae; 
ref|NR_029038.1 
occu 
Ss. 

ref 


NR_029001.1 


vi 
Hahellaceae; 


4213214 421471 
Pseudoalteromonadaceae; 


4214764 421626 
Pseudoalteromonadaceae; 


5 237406 Burkho 


7 240544 Burkho 


3 257168 Burkho 


Rhodoplanes. 


Burkholder 


s yeei Bacteria; 


Marinobacter excellens 
excellens Bacteria; 


Marinobacter. 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 
Shewanella. 


Bacteroides capillosus 


39 4193621 Bacteroides capillosus 
Bacteroides. 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 
ligenaceae; 


Zooshikella 
6 Zooshikella 
Zooshikella. 
Pseudoalteromonas 
3 Pseudoalteromonas 


Pseudoalteromonas 
9 Pseudoalteromonas 


ref|NR_024570.1| Escherichia coli 

83 Escherichia coli Bacteria; 

teriaceae; Escherichia. 

ref |NR_029358.1| Burkholderia 
19628 21106 Burkholderia 

deriales; Burkholderiaceae; 

ref |NR_029269.1| Clostridium 

7 153137 Clostridium propionicum 

Clostridium. 

ref|NR_029238.1] Pelobacter 
198985 200521 Pelobacter 


Pelobacteraceae; 


Burkholderia graminis 
graminis Bacteria; 


lderia. 


Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 
glumae Bacteria; 


lderia. 


Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 
cepacia Bacteria; 


Burkholderia; Burkholderia cepacia 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Rhodoplanes elegans 
legans Bacteria; 


Bradyrhizobium betae 
m betae Bacteria; 


Bradyrhizobium. 


Burkholderia terricola 
terricola Bacteria; 
ia. 

Paracoccus yeei strain 
Proteobacteria; 


Ottowia thiooxydans 


533233 534757 Ottowia thiooxydans Bacteria; 


334400 Bacteria_16S 


551527 551444 29 


112 


gi 


265678685 


versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 


versmoldensis Bacteria; 
334400 Bacteria_16S 

valerianellae strain CFBP 4730 16S ribosomal RNA, parti 
valerianellae Bacteria; 
334400 Bacteria_16S 


Firmicutes; 
577262 577179 30 


Proteobacteria; 
584743 584660 29 


Lactobacillales; 


113 


Betaproteobacteria; 


112 


gi 


gi 


La 


265678668 


265678663 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 


seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


334400 Bacteria_16S 
strain Ppe8 16S ribosomal RNA, partial sequence 


Proteobacteria; 


mindensis strain 
mindensis Bacteria; 


334400 Bacteria_16S 


indolicum strain 
Bacteria; 


cetonica strain 4 
Bacteria; 


589286 589203 29 


611952 611869 29 


Lactobac 


686200 686117 29 


687765 687682 29 


689318 689235 29 


112 


112 


illales; 


112 


112 


112 


gi 


265678660 


587905 58931 


Betaproteobacteria; Burkholderiales; Bu 
334400 Bacteria_16S 
TMW 1.80 16S ribosomal RNA, 
Firmicutes; 


gi 


Lactob 


gi 


In04 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
334400 Bacteria_16S 
80 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 
334400 Bacteria_16S 


gi 


sequence 
Desulfobacterales; 


gi 


265678644 


complete sequence 
acillaceae 


265678592 
68477 


Desulfobacterales; 


265678591 
68634 


265678590 


catecholicum strain NZva20 16S ribosomal RNA, partial sequence 


catecholicum Bacteria; 
334400 Bacteria_16S 


Proteobacteria; 
758200 758117 29 


112 


Deltaproteobacteria; 


gi 


Desul 
265678541 


respiraculi strain AU3313 16S ribosomal RNA, partial sequence 


respiraculi Bacteria; Proteobacteria; Betaproteobacteria; 
334400 Bacteria_16S 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 


779701 779618 29 


112 


gi 


Burkhol 
265678526 
77827 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


334400 Bacteria_16S 
strain Pull 5.3 16S ribosomal RNA, 


791951 791868 29 


112 


gi 


265678518 


complete sequence 790537 79204 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromona 


334400 Bacteria_16S 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; 
334400 Bacteria_16S 


824025 823942 29 


854252 854169 29 


112 


112 


gi 


gi 


265678497 
sequence 
Burkhol 
265678477 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 


conservatrix Bacteria; 


Desulforegula. 


334400 Bacteria_16S 


Proteobacteria; 


871176 871093 29 


112 


Deltaproteobacteria; 


gi 


Desul 


265678465 


yuanmingense strain BO71 16S ribosomal RNA, partial sequence 


yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; 


Bradyrhizobium. 


334400 Bacteria_16S 


907562 907479 29 


112 


gi 


Rhizo 


265678440 


singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequenc 


singaporensis Bacteria; 


Desulforhopalus. 


334400 Bacteria_16S 


strain PSv29 16S 
Proteobacteria; 


Proteobacteria; 


strain 7-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain JT7304 16S 
Proteobacteria; 


TTB310 Bacteria; 


Proteobacteria; 


926224 926141 29 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
334400 Bacteria_16S 
strain PHL 16S ribosomal RNA, partial sequence 


949373 949290 30 


1038188 1038105 30 


1153032 1152949 29 


1198520 1198437 30 


1272405 1272322 29 


2077 16S ribosomal RNA partial sequence 


Deltaproteobacteria; 
334400 Bacteria_16S 
RNA, 
Alphaproteobacteria; 
334400 Bacteria_16S 


506 16S ribosomal 


Desulfobacterales; 
1306940 1306857 29 
complete sequence 
Rhizobiales; 
1339039 1338956 29 


Deltaproteobacteria; 


112 


113 


113 


112 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Psychromona 
334400 Bacteria_16S 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 


113 


112 


gi 


Desu 


265678428 


924822 92631 


gi 


Desulfoba 
265678413 


947973 94948 


gi 


Betaproteobacteria; Burkholderiales; Comamonadace 
334400 Bacteria_16S 


265678353 


1036784 10382 


gi 


Betaproteobacteria; Burkholderiales; Comamonadace 
334400 Bacteria_16S 


253680755 


1151622 11530 


gi 


gi 


228715504 
11971 


Proteobacteria; Betaproteobacteria; Burkholderia 
334400 Bacteria_16S 


219846399 


1271016 1272493 Desul 


Desulfobacteraceae; 


112 


gi 


Desul 
219846269 


1305606 1307012 Stark 


Xanthobacteraceae; 


112 


gi 


Starkeya. 


ctobacilla 
al sequenc 


Burkh 


Rhodo 


rkholderia 


bacterales; 


ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref|NR_028949.1 

610536 612079 
; Lactobacillus. 
ref|NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028895.1 
687908 689408 
fobacterales; De 
ref|NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028821.1 
3  Psychromonas 


eya 


lfobacterales; D 


ref |NR_028730.1 
Desul 
ref|NR_028715.1 
Acidovorax. 
NR_028655.1 


ae; 
ref 


Curvibacter. 
NR_028003.1 


ae; 
ref 


Psychrom 
ref |NR_027534.1 
31 1198567 Ramlib 
les; Comamonadac 
ref|NR_025990.1 
fonema magnum Ba 
fonema. 

ref|NR_025859.1 
novella Bact 


228721484 


metallidurans strain CH34 16S ribosomal RNA, partial sequence 


ref|NR_028990.1| Lactobacillus 

550095 551652 Lactobacillus 
ceae; Lactobacillus. 
ref |NR_028973.1| Acidovorax 
e 575863 577354 Acidovorax 
olderiales; Comamonadaceae; Acidovorax. 
ref|NR_028968.1] Paracoccus 

583422 584837 Paracoccus 


Rhodobacteraceae; 


Burkholderia tropica 


tropica Bacteria; 


ia. 
Lactobacillus 
Lactobacillus 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Psychromonas arctica 


arctica Bacteria; 


daceae; Psychromonas. 
ref|NR_028800.1| Cupriavidus 
822620 824161 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028780.1] Desulforegula 
852834 854357 Desulforegula 
fobacterales; Desulfobacteraceae; 
ref |NR_028768.1| Bradyrhizobium 
869838 871263 Bradyrhizobium 
biales; Bradyrhizobiaceae; 
ref|NR_028742.1| Desulforhopalus 
e 906169 907666 Desulforhopalus 


esulfobulbaceae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 
cteraceae; 


fofaba. 
Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Psychromonas kaikoae 


67 Psychromonas kaikoae Bacteria; 
daceae; 


onas. 

Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Desulfonema magnum DSM 
cteria; Proteobacteria; 


Starkeya novella DSM 
eria; Proteobacteria; 


ref |NR_027607.1 
1337638 133913 


Cupriavidus 
0 Cupriavidus 


metallidurans CH34 Bacteria; 


Cupriavidus. 
334400 Bacteria_16S 


thailandensis strain E264 16S ribosomal RNA, 
thailandensis E264 Bacteria; 


Burkholderia; 
334400 Bacteria_16S 


strain MT1-641 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


334400 Bacteria_16S 
strain STM815 16S 
Bacteria; 
334400 Bacteria_16S 
strain STM678 16S 


334400 Bacteria_16S 


strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 14785 
Lactobacillaceae; 


Firmicutes; 
334400 Bacteria_16S 


denitrificans strain K601 16S ribosomal RNA, partial se 
denitrificans K601 Bacteria; 


Alicycliphilus. 
334400 Bacteria_16S 
strain USDA 9030 


334400 Bacteria_16S 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteri 
Burkholderia cepacia complex. 


Burkholderia; 
334400 Bacteria_16S 
echinoides strain 


334400 Bacteria_16S 


strain 2825 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


334400 Bacteria_16S 
strain DSM 20285 
Firmicutes; 
334400 Bacteria_16S 


mannitolilytica strain LMG6866 16S ribosomal RNA, parti 
mannitolilytica Bacteria; 


Ralstonia. 
334400 Bacteria_16S 
strain AU2944 16S 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


334400 Bacteria_16S 


zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaprote 


Paracoccus. 
334400 Bacteria_16S 


henchirensis strain TMB834 16S ribosomal RNA, partial s 


henchirensis Bacteria; 
334400 Bacteria_16S 


strain Pl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


334400 Bacteria_16S 
strain DSM 11853 


334400 Bacteria_16S 


campinensis strain WS2 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholde 


Bacteria; 
334400 Bacteria_16S 
strain IPT10 16S 


334400 Bacteria_16S 
strain LMG 16225 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


334400 Bacteria_16S 
caledonica strain 


334400 Bacteria_16S 


strain MT-1077 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Firmicutes; 


Lactobacillales; 


Lactobacillales; 


Lactobacillales; 


1360307 1360224 29 


1373947 1373864 29 


1387533 1387450 29 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


1389048 1388965 29 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


1478403 1478320 29 


1481540 1481457 30 


1504037 1503954 29 


1534299 1534216 29 


1704617 1704534 29 


IMET 10491 16S ribosomal RNA, partial 
echinoides Bacteria; Proteobacteria; Alphaproteobacteri 


1757983 1757900 29 


2269138 2269055 29 


2275208 2275125 29 


2276742 2276659 29 


2331097 2331014 29 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


2385630 2385547 29 


2387154 2387071 29 


LMG 19076 16S ribosomal RNA, 
caledonica Bacteria; Proteobacteria; Betaproteobacteria 


2405381 2405298 29 


Proteobacteria; 


Proteobacteria; 
pseudomallei group. 


Proteobacteria; 


Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


112 gi 


partial sequence 
Betaproteobacteria; 


112 gi 


112 gi 


112 gi 


112 gi 


Lactobac 
113 gi 


Betaproteo 


112 gi 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


112 gi 


112 gi 


112 gi 


sychromona 

1918923 1918840 29 112 gi| 219878249 

16S ribosomal RNA, partial sequence 1917484 19190 

Lactobacillaceae; Pediococcus. 

1923483 1923400 29 112 gi| 219878246 

al sequenc 

Proteobacteria; Betaproteobacteria; Bur 

2123339 2123256 29 112 gi| 219857653 

ribosomal RNA, partial sequence 2121958 21233 

rkholderia 

2159495 2159412 29 112 gi| 219857629 

partial s 

obacteria; 

2179312 2179229 30 113 gi| 219857614 
equence 

Proteobacteria; Betaproteobacteria; Burkho 


112 gi 


112 gi 


16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


112 gi 


16S ribosomal RNA, partial sequence 2384259 23857 


1372563 13740 


1386182 13876 


1387667 13891 


1756574 17580 


2267708 22692 


228720024 


228717983 


228716754 


228716720 


219878440 


illus. 
219878371 

quence 

bacteria; 


219846475 


219857425 
sequence 
a; Burkhol 


219878405 
sequence 
a; Rhizobi 
219878367 


219857554 


Desulfoba 
219857550 


rkholderia 
219857549 
nce 22753 


riales; Bu 

112 gi| 219857509 
2329695 23312 
rkholderia 

112 gi| 219857470 
rkholderia 

112 gi| 219857469 

partial sequence 
; Burkhold 
112 gi| 219857457 


Lactobac 


Burkholderiaceae; 


ref |NR_027587.1 
1358923 136041 
Burkholderiales; 


ref|NR_027569.1 
50 Burkholderia 


ref|NR_027555.1 
16 Burkholderia 


ref|NR_027554.1 
46 Burkholderia 


ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


ref|NR_026067.1 


ref|NR_025013.1 
1532915 153432 
deriales; 


ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025506.1 
69 Psychromonas 
daceae; 
ref|NR_025388.1 


ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 
ref |NR_025242.1 
ceae; Ralstonia. 
ref|NR_025218.1 
equence 215819 
Rhodobacterales 


ref |NR_025203.1 

2177978 217937 
lderiales; 
ref|NR_025142.1 


cteraceae; Desul 
ref|/NR_025138.1 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 
2385781 238725 
eriales; Burkhol 


illus. 


ref|NR_025045.1 


Comamonadaceae; 


Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 
Burkholderia. 


Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 
Burkholderia. 


Lactobacillus spicheri 
spicheri Bacteria; 


Alicycliphilus 
2 Alicycliphilus 


Comamonadaceae; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 
biaceae; Rhizobium/Agrobac 


terium group; Rhizobium. 
Burkholderia 
2 Burkholderia 


Burkholderiaceae; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Psychromonas profunda 


profunda Bacteria; 
Psychromonas. 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 


Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 
Cupriavidus 

vidus campinensis 
Cupriavidus. 
Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Lactobacillus kimchii 


2403965 2405486 Lactobacillus kimchii Bacteria; 


334400 Bacteria_16S 
strain DSM 1105 1 
Proteobacteria; 
334400 Bacteria_16S 
peptonophila stra 
peptonophila Bacteria; 
334400 Bacteria_16S 
strain LMG 3413 1 
Proteobacteria; 
334400 Bacteria_16S 
strain CCUG 2113 
Proteobacteria; 
334400 Bacteria_16S 
methoxybenzovoran 
methoxybenzovoran 
334400 Bacteria_16S 
pelophilus strain 
pelophilus Bacter 
334400 Bacteria_16S 
manihotivorans st 


334400 Bacteria_16S 
strain SHK-1 16S 
Proteobacteria; 

334400 Bacteria_16S 


2437352 2437269 29 
2452640 2452557 29 
Firmicutes; 
2532649 2532566 29 
2545675 2545592 30 
2573258 2573175 29 
Firmicutes; 


2647110 2647027 30 


2674038 2673959 34 


rain OND 32 16S ribosomal RNA, 
manihotivorans Bacteria; 


Firmicutes; 
2714454 2714351 9 


2731283 2731180 9 


Bacillales; 


112 


in KCTC 9740 16S ribosomal RNA, partia 


rkholderiaceae; Cupriavidu 

112 gi|219857418|ref|NR_025006.1 
1 sequence 2451243 245274 
Thermoactinomycetaceae; Seinonella 
112 gi|219857356|ref|NR_024944.1 
rkholderiaceae; Cupriavidu 


113 


s strain SR3 16S ribosomal RNA, partia 
s Bacteria; 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


strain SIR-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Myxococcales; 


334400 Bacteria_16S 


strain T7 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


334400 Bacteria_16S 
nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 

334400 Bacteria_16S 


2744636 2744553 30 


2750334 2750251 30 
Proteobacteria; 


2836388 2836305 29 


113 


ain NA10B 16S ribosomal RNA, partial s 
teria; 


ae; Delftia. 
113 gi|219857154|ref|NR_024782.1 
equence 2748935 275045 
Betaproteobacteria; Burkholderiales; Coma 
112 gi|219856900|ref|NR_024721.1 


gi|219857430 


6S ribosomal RNA, partial sequence 2436004 24374 
Betaproteobacteria; Burkholderiales; Bu 


6S ribosomal RNA, partial sequence 2531266 25327 
Betaproteobacteria; Burkholderiales; Bu 


gi| 219857347 


16S ribosomal RNA, partial sequence 2544276 25457 
Betaproteobacteria; Burkholderiales; Comamonadace 


asp 66 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; 


112 gi| 219857286 |ref|NR_024917.1 

1 sequence 2571864 257337 

Clostridia; Clostridiales; Clostridiacea 
113 gi|219857227|ref|NR_024855.1 

2645713 264719 

Rhodocyclales; Rhodocycl 

113 gi| 219857207 |ref|NR_024835.1 

complete sequence 2672606 267416 

Lactobacillales; Lactobacillaceae; Lactobaci 
112 gi|219857179|ref|NR_024807.1 

2713036 27145 
Enhygromyxa. 

112 gi|219857167|ref|NR_024795.1 

2729867 2731350 Plesiocystis 


Nannoc 
gi|219857158 
2743252 27447 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 


Bacteria; Proteob 
334400 Bacteria_16S 
strain IAM 12409 

Proteobacteria; B 
334400 Bacteria_16S 


lanceolatus strain ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 


lanceolatus Bacte 
334400 Bacteria_16S 
carotinifaciens s 
carotinifaciens B 
Paracoccus. 

334400 Bacteria_16S 
strain NCIMB 1112 


334400 Bacteria_16S 
dicarboxylicus st 


dicarboxylicus Bacteria; 


Propionivibrio. 
334400 Bacteria_16S 
caribensis strain 
caribensis Bacter 
334400 Bacteria_16S 


pantotrophus strain ATCC 35512 16S ribosomal RNA, parti 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacte 


Paracoccus. 
334400 Bacteria_16S 


2848594 2848511 30 


2862566 2862483 30 


2926851 2926768 29 


train E-396 16S ribosomal RNA, 
acteria; Proteobacteria; Alphaproteobacteria; 


3005866 3005783 29 


3055931 3055848 30 
Proteobacteria; 


3078374 3078291 29 


3086019 3085936 29 


3087464 3087381 29 


acteria; Betaproteobacteria; Burkholde 


113 


113 


112 


112 


6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


113 


rain CreMall 16S ribosomal RNA, partia 
Betaproteobacter 


112 


ia; Proteobacteria; Betaproteobacteria; 


112 


112 


complet 


riales; 


gi| 219856892 


16S ribosomal RNA, partial sequence 2847193 28487 
etaproteobacteria; Burkholderiales; Comamonadace 


19856883 
sequence 
Burkhol 
19856839 
sequence 


gi|2 
1 
a; 

gi|2 

e 


219846920 
30045 


gi 


219846885 
1 sequence 
ia; 


gi 


gi|219846870 


MWAP64 16S ribosomal RNA, partial sequence 
Burkholderia 


219846865 
al sequenc 
ria; 


gi 


gi| 219846864 


denitrificans strain 381 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; Proteobacteria; Alphaproteobacter 


Paracoccus. 
334400 Bacteria_16S 


antarctica strain star-1 16S ribosomal RNA, partial seque 
antarctica Bacteria; Proteobacteria; Gammaproteobacteri 


Psychromonas. 
334400 Bacteria_16S 


thiophila strain NZ27 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; 


3117525 3117442 29 


3161389 3161306 29 


112 


112 


ia; 


219846844 
nce 


gi 


a; 


gi|219846815 


ystineae; 


Bu 


Rhodob 


locystaceae; 


Rhodocyc 


Rhodobacterales; 


Rhodobac 


Alteromonadales; 


ref |NR_025018.1 


ref |NR_024935.1 


ae; Acidovorax. 


Nannocystaceae 
ref|NR_024786.1 


92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024711.1 


ae; Delftia. 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_024658.1 

2925520 292697 
acterales; R 


ref|NR_026512.1 
29 3005936 Methyl 
Methylosinus. 
ref|NR_026477.1 

3054533 305602 
lales; Rhodo 


ref|NR_026462.1 

3076975 307840 
les; Burkhol 
ref|NR_026457.1 
e 3084717 308611 
Rhod 


ref|NR_026456.1 
3086162 308755 
terales; Rho 


ref 
3 


NR_026436.1 
116131 311762 
Psychr 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Seinonella 
3 Seinonella 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Clostridium 

7 Clostridium 

e; Clostridium. 
Propionivibrio 

7 Propionivibrio 

aceae; Propionivibrio. 
Lactobacillus 

4 Lactobacillus 

llus. 
Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Methylosinus sporium 
osinus sporium Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


ref |NR_026407.1 


Desulfuromonad 


Desulfuromonas 


3159980 3161460 Desulfuromonas thiophila 
Desulfuromonadales; 


aceae; Desulfuromonas. 


334400 Bacteria_ 
strain ROO1 16S r 
B 
334400 Bacteria_ 
strain 34-P 16S r 
B 
334400 Bacteria_ 
thiocyanatus stra 
thiocyanatus Bact 


Proteobacteria; 


Proteobacteria; 


Paracoccus. 


334400 Bacteria_ 


strain DM-82 16S 


strain CLN-1 16S 
Proteobacteria; 


Paracoccus. 


334400 Bacteria_ 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
334400 Bacteria_ 
wiegelii strain R 
Firmicu 
334400 Bacteria_ 
siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 
334400 Bacteria_ 


Bacteria; 


B 
334400 Bacteria_ 
haeundaensis stra 
haeundaensis Bact 


16S 3771357 3771274 29 112 
ibosomal RNA, partial sequence 


gi 


16S 3795478 3795395 30 113 
ibosomal RNA, partial sequence 


gi 


16S 3937068 3936985 29 112 
in THI 011 16S ribosomal RNA, 


gi 
partial 


16S 3938502 3938419 29 112 
ribosomal RNA, partial sequence 


gi 


16S 4027614 4027531 29 112 


gi 
eria; Proteobacteria; 


16S 4082181 4082098 30 113 
ribosomal RNA, partial sequence 


gi 


16S 4135031 4134948 29 112 
in BC74171 16S ribosomal RNA, 


gi 
partial 


16S 4166063 4165980 29 112 


gi 


Bacteria; Proteobacteria; 


16S 105880 105794 27 113 gi 


tes; 
16S 


Clostridia; 


906028 905942 27 113 gi 


eria; Firmicutes; Clostridia; 


Yr. 


16S 1267831 1267749 30 112 


gi 


3769978 37714 
etaproteobacteria; Burkholderiales; Bu 


3794096 37955 
etaproteobacteria; Burkholderiales; Comamonadace 


eria; Proteobacteria; Alphaproteobacte 


3937190 39385 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
334400 Bacteria_ 
alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum. 
334400 Bacteria_ 


in PF2803 16S ribosomal RNA, partial s 
Deltaproteobacte 


4080799 40822 
etaproteobacteria; Burkholderiales; Te 


eria; Proteobacteria; Alphaproteobacte 


strain CV2803 16S ribosomal RNA, parti 
Deltaproteob 


t8.Bl 16S ribosomal RNA, partial seque 
Thermoanaerobacterale 


in SR4 16S ribosomal RNA, partial sequ 
Thermoan 


219846384 


rkholderia 
219846367 


219846268 
sequence 
ria; Rhodo 


219846267 


dobacter 
219846205 
equence 

ria; Desul 


219846165 


pidimonas. 
219846124 
sequence 

ria; Rhodo 


219846104 
al sequenc 
acteria; D 


265678993 
nce 10448 
s; Thermoa 
265678441 
ence 90455 
aerobacter 


219846423 


strain UR/MT95 16 


S ribosomal RNA, partial sequence 


1266430 12679 


ref|NR_025975.1| Ralstonia syzygii 

22 Ralstonia syzygii Bacteria; 

ceae; Ralstonia. 

ref|NR_025958.1| Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 
ae; Polaromonas. 
ref|NR_025858.1] Paracoccus 
3935756 3937139 Paracoccus 
bacterales; Rhodobacteraceae; 


ref|NR_025857.1| Paracoccus aminovorans 

74 Paracoccus aminovorans Bacteria; 

aceae; Paracoccus. 

ref|NR_025795.1| Desulfatibacillum 
4026183 4027706 Desulfatibacillum 

fobacterales; Desulfobacteraceae; 


ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 
ref|NR_025714.1] Paracoccus 
133716 4135123 Paracoccus 
bacterales; Rhodobacteraceae; 


rs 


Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


ref|NR_025694.1 
e 4164674 416611 
esulfobacterales 


, 


ref|NR_029301.1| Thermoanaerobacter 
6 105949 Thermoanaerobacter wiegelii 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_028743.1| Thermoanaerobacter 
8 906118 Thermoanaerobacter 

ales; Thermoanaerobacteraceae; 


’ 


ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 


alobactera 


ceae; Massilia. 


Proteobacteria; B 


334400 Bacteria_ 
brockii subsp. br 

Thermoanaerobacter brockii subsp. brock 
Thermoanaerobacte 
334400 Bacteria_ 


strain LMG 20536 
Proteobacteria; 


strain DSM 12654 
Firmicutes; 


Proteobacteria; 


G 
334400 Bacteria_ 


Bacil 
334400 Bacteria_ 
strain Cm al3 16S 
D 
334400 Bacteria_ 


etaproteobacteria; Burkholderiales; Ox 
16S 1314491 1314405 27 113 gi 
ockii strain HTD4 16S ribosomal RNA, 


rales; 
16S 


Thermoanaerobacteraceae; 
1798610 1798526 29 113 gi 
ammaproteobacteria; Vibrionales; Vibri 
16S 1912727 1912641 27 113 gi 


lales; Planococcaceae; Ureibacillus. 
16S 1982870 1982776 15 109 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
16S 2454167 2454081 27 113 


Sora 
gi 


dichotomicum strain KCTC 3667 16S ribosomal RNA, partia 


dichotomicum Bacteria; 
334400 Bacteria_ 


Firmicutes; Bacillales; Thermoac 


16S 3084576 3084490 27 113 gi 


sulfurophilus strain L-64 16S ribosomal RNA, partial se 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoa 


Thermoanaerobacter. 
334400 Bacteria_ 
pedioforme strain 
pedioforme Bacter 
334400 Bacteria_ 
strain BN6 16S ri 
Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_ 
strain LK6 16S ri 
G 
334400 Bacteria_ 


Proteobacteria; 


brockii subsp. 


16S 3150563 3150479 29 113 gi 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
16S 3312892 3312810 31 113 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 
16S 3652691 3652613 35 113 gi 
bosomal RNA, complete sequence 


16S 3883745 3883659 27 113 gi 


Thermoanaerobacteraceae; 


ii Bacteria; 
Thermo 
16S ribosomal RNA, partial sequence 1797206 17986 


16S ribosomal RNA, partial sequence 1911333 19128 


1981436 19829 


3311548 33129 


3651286 36527 
ammaproteobacteria; Methylococcales; Met 


finnii Bacteria; 


228718892 
partial se 


anaerobact 
219878337 


onaceae; V 
219878255 


219878207 


ngiineae; 
219857417 
1 sequence 
tinomyceta 
219846866 
quence 
naerobacte 


219846822 
equence 

a; Chromat 
219846712 


Sphingomon 
219846470 


hylococe 


Firmicutes; 


v 
ref|NR_027577.1| Thermoanaerobacter 
quence 1313094 1314606 
Clostridia; 
er. 
ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 
ibrio. 
ref|NR_025394.1| Ureibacillus terrenus 
21 Ureibacillus terrenus Bacteria; 


ref|NR_025346.1|] Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025005.1| Thermoflavimicrobium 

2452794 2454268 Thermoflavimicrobium 
ceae; Thermoflavimicrobium. 
ref|NR_026458.1| Thermoanaerobacter 

3083185 3084666 Thermoanaerobacter 
rales; Thermoanaerobacteraceae; 


ref|NR_026414.1 
3149167 315062 


Thiolamprovum 
5 Thiolamprovum 
iales; Chromatiaceae; Thiolamprovum. 
ref|NR_026304.1| Sphingobium xenophagum 
85 Sphingobium xenophagum Bacteria; 
adaceae; Sphingobium. 

ref|NR_026062.1| Methylocaldum tepidum 
76 Methylocaldum tepidum Bacteria; 
aceae; Methylocaldum. 


219846307 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 


Firmicutes; 
Thermoanaerobacter. 


ref|NR_025897.1| Thermoanaerobacter 
3882338 3883860 
Clostridia; 


334400 Bacteria_16S 101261 101184 36 113 gi| 265678996 
strain SL-4 16S ribosomal RNA, complete sequence 99832 10139 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

334400 Bacteria_16S 169986 169905 32 113 gi| 265678950 


strain Fowl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
334400 Bacteria_16S 172974 172890 29 113 
strain PB 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
334400 Bacteria_16S 220592 220515 36 113 gi| 265678916 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 

kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; 
334400 Bacteria_16S 258626 258549 36 113 gi| 265678890 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 25873 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacte 
334400 Bacteria_16S 322106 322029 36 113 gi| 265678846 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; 
334400 Bacteria_16S 333068 332991 36 113 gi| 265678839 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, c 
thermoautotrophica Bacteria; Firmicutes; Clostridia; 
Moorella group; Moorella. 


168553 16998 
Vibrionaceae; 
gi| 265678948 
171556 17300 


334400 Bacteria_16S 527019 526942 36 113 gi|265678701|ref|NR_029006.1 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

334400 Bacteria_16S 533075 532998 36 113 gi| 265678697 |ref|NR_029002.1 


strain IDA1967 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
334400 Bacteria_16S 583279 583194 28 113 
strain LF13 16S ribosomal RNA, partial sequence 
Caldithrix. 
334400 Bacteria_16S 607328 607251 36 113 gi 
picturae strain R-5321 16S ribosomal RNA, partial sequence 60592 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
334400 Bacteria_16S 719450 719373 36 113 gi| 265678569 
marismortui strain 123 16S ribosomal RNA, complete sequence 71801 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
334400 Bacteria_16S 731706 731629 36 113 gi| 265678561 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Soli 
334400 Bacteria_16S 810353 810276 29 106 gi| 265678506 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 80896 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas 
334400 Bacteria_16S 833304 833227 36 113 gi 
moraviensis strain 330 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococ 
334400 Bacteria_16S 840862 840785 36 113 gi| 265678486 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geoba 
Bacillales; Bacillaceae; Geobacillus. 
334400 Bacteria_16S 848456 848373 29 112 gi 
kondratievae strain GB 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
334400 Bacteria_16S 902956 902871 29 113 gi| 265678443 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 


531745 53318 


gi|265678664 
581868 58337 


265678647 


265678491 
nce 83188 


265678481 
84713 


denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chro: 
Thioalkalivibrio. 
334400 Bacteria_16S 958671 958594 36 113 gi| 265678406 


caldoxylosilyticu 
caldoxylosilyticu 


s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; 


ial sequen 
Bacillaceae; 


334400 Bacteria_16S 997117 997040 36 113 gi| 265678380 
strain B1333 16S ribosomal RNA, complete sequence 995703 99724 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

334400 Bacteria_16S 1156004 1155927 36 113 gi| 253680753 


iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 11561 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

334400 Bacteria_16S 1514545 1514468 36 113 gi|219878119 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 15146 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


Geobacillus. 


omplete sequence 
Thermoanaerobacterales; 


ref |NR_029304.1 
0 Halobacillus 
ref |NR_029258.1 
oO. 
ref |NR_029256.1 
oO. 
NR_029224.1 
19184 220608 


ref 


is} 


ref|NR_029198.1 
raceae; Moorella 
ref|NR_029151.1 
320691 322234 
Bacillus. 
ref|NR_029144.1 
331642 
The 


ref |NR_028969.1 


ref |NR_028952.1 


ref |NR_028873.1 
9 719581 Virgib 


ref|NR_028865.1 
730321 731827 
bacillus. 
ref|NR_028809.1 
8 810417 Pseudo 


Geobacillus. 
ref |NR_028682.1 
0 Granulicatella 


ref|NR_028001.1 
00 Oceanobacillus 


ref|NR_025258.1 


334400 Bacteria_16S 1555518 1555441 36 113 gi 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


219857209 


ref |NR_024837.1 


Halobacillus litoralis 


litoralis Bacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 
Vibri 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 
Vibri 


Geobacillus 
Geobacillus 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Bacillus 
Bacillus 


Moorella 
333194 Moorella 


rmoanaerobacteraceae; 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Oceanobacillus 


0 607435 Oceanobacillus picturae 


Virgibacillus 


acillus marismortui 


Solibacillus 
Solibacillus 


Pseudoalteromonas 


alteromonas phenolica 


seudoalteromonadaceae; 

ref|NR_028794.1] Enterococcus 

6 833394 Enterococcus moraviensis 

cus. 

ref|NR_028789.1| Geobacillus uzenensis 

cillus uzenensis Bacteria; Firmicutes; 

ref|NR_028784.1] Paracoccus 

2 848491 Paracoccus kondratievae 

hodobacteraceae; Paracoccus. 

ref|NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 

matiales; Ectothiorhodospiraceae; 

ref|NR_028708.1| Geobacillus 

ce 957258 958773 Geobacillus 


Granulicatella elegans 
elegans Bacteria; 


Oceanobacillus 
iheyensis HTE831 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Anoxybacillus 


1554124 1555535 Anoxybacillus ayderensis 


334400 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


334400 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


334400 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


334400 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


334400 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


334400 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


334400 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


334400 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


334400 Bacteria_16S 


necropolis strain 
necropolis Bacter 


334400 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


334400 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


334400 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


334400 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


334400 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


334400 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


334400 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


334400 Bacteria_16S 
16S ribosomal RNA, partial sequence 1945009 19464 
Bacillus. 


strain LMG 17489 
Firmicutes; Bacil 


334400 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


334400 Bacteria_16S 


strain HSL-3 16S 


lales; Bacillaceae; 
2115737 2115660 36 
ibosoma 
lales; Planococcaceae; 
2120343 2120266 36 
ribosomal RNA, partial 


1 RNA, partial sequence 


113 


Planococcus. 
113 
sequence 


gi|219857658 
2114343 21158 


gi|219857655 
2118933 21204 


Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

334400 Bacteria_16S 2156479 2156402 29 106 gi| 219857631 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacte 
Rubrobacteraceae; Rubrobacter. 

334400 Bacteria_16S 2170224 2170147 36 113 gi| 219857622 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteri 
334400 Bacteria_16S 2267545 2267468 36 113 gi| 219857555 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 22676 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

334400 Bacteria_16S 2312999 2312922 36 113 gi|219857521 
subterraneus strain 34 16S ribosomal RNA, partial sequence 23115 


Bacteria; Firmicu 


334400 Bacteria_16S 


tes; Bacillales; 


2382591 2382514 36 


Bacillaceae; 


113 


strain YKJ-10 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


lales; Bacillaceae; 


Bacillus. 


Geobacil 


lus. 
gi|219857472 
2381197 23827 


1587126 1587049 36 113 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
osomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
laceae; Bacillus. 

1635944 1635867 36 113 gi| 219878453 |ref|NR_025592.1| Planococcus 
n Sl 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
tes; Bacillales; Planococcaceae; Planococcus. 

1638897 1638820 36 113 gi| 219878451 |ref|NR_025590.1| Bacillus vireti strain 
omal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
laceae; Bacillus. 

1681572 1681487 29 113 gi|219878421|ref|NR_025560.1| Vulcanithermus 
rain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

1686138 1686061 36 113 gi|219878418|ref|NR_025557.1| Bacillus aeolius 
bosomal RNA, partial sequence 1684753 1686155 Bacillus aeolius Bacteria; 
lales; Bacillaceae; Bacillus. 

1690689 1690612 36 113 gi|219878414|ref|NR_025553.1| Planococcus 
in M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
tes; Bacillales; Planococcaceae; Planococcus. 

1703120 1703043 36 113 gi|219878406|ref|NR_025545.1| Halobacillus 

MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
tes; Bacillales; Bacillaceae; Halobacillus. 

1790979 1790902 36 113 gi| 219878342 |ref|NR_025481.1]| Virgibacillus 
n LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

1804750 1804673 36 113 gi|219878333|ref|NR_025472.1| Virgibacillus 

LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
ia; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

1824719 1824642 36 113 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
tes; Bacillales; Bacillaceae; Halobacillus. 

1844588 1844511 36 113 gi|219878306|ref|NR_025445.1| Isobaculum melis 
S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
bacillales; Carnobacteriaceae; Isobaculum. 

1855108 1855031 36 113 gi| 219878298 |ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

1858061 1857984 36 113 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
6S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
bacillales; Carnobacteriaceae; Trichococcus. 

1871852 1871775 36 113 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
ibosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
lales; Bacillaceae; Geobacillus. 

1909703 1909626 36 113 gi| 219878257 |ref|NR_025396.1| Aerococcus 
in CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
eria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

1941695 1941618 36 113 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
lales; Bacillaceae; Bacillus. 

1946404 1946327 36 113 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


ref|NR_025247.1| Planococcus maritimus 
49 Planococcus maritimus Bacteria; 


ref|NR_025244.1| Halobacillus salinus 
54 Halobacillus salinus Bacteria; 


ref |NR_025220.1 
2155131 215660 
rales; Rubrobact 


Rubrobacter 
6 Rubrobacter 
erineae; 


Carnobacterium 
5 Carnobacterium 


ref|NR_025211.1 

2168820 217030 
aceae; Carnobacterium. 
ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


ref|NR_025109.1| Geobacillus 
80 2313074 Geobacillus subterraneus 
ref|NR_025060.1| Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


334400 Bacteria_16S 2431254 2431169 28 113 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 
334400 Bacteria_16S 2451081 2451004 36 113 gi|219857419|ref|NR_025007.1| Laceyella putida 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 


334400 Bacteria_16S 2591782 2591705 36 113 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

334400 Bacteria_16S 2625662 2625577 29 113 gi| 219857248 |ref|NR_024878.1| Rhodanobacter 


lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Rhodanobacter. 


334400 Bacteria_16S 2680109 2680032 36 113 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

334400 Bacteria_16S 2697893 2697816 36 113 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

334400 Bacteria_16S 2699449 2699372 36 113 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

334400 Bacteria_16S 2873464 2873387 36 113 gi|219856876|ref|NR_024695.1| Bacillus niacini 


strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
334400 Bacteria_16S 2881341 2881264 36 113 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
334400 Bacteria_16S 2884444 2884367 36 113 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

334400 Bacteria_16S 2964628 2964551 36 13. gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
334400 Bacteria_16S 2999696 2999619 36 113 gi| 219846924 |ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
334400 Bacteria_16S 3002833 3002756 36 113 gi| 219846922 |ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
334400 Bacteria_16S 3042181 3042104 36 113 gi| 219846895 |ref|NR_026487.1| Facklamia languida 
strain 1144-97 16S ribosomal RNA, partial sequence 3040796 3042268 Facklamia languida Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 


334400 Bacteria_16S 3174956 3174879 36 113 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
334400 Bacteria_16S 3180975 3180898 36 113 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

334400 Bacteria_16S 3246376 3246299 36 113 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 

334400 Bacteria_16S 3361786 3361709 36 113 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

334400 Bacteria_16S 3428205 3428121 29 113 gi|219846626|ref|NR_026218.1| Pseudoalteromonas 
atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 3426820 3428242 Pseudoalteromonas 


atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
334400 Bacteria_16S 3536979 3536902 36 L139 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 


334400 Bacteria_16S 3546345 3546268 36 113 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

334400 Bacteria_16S 3611865 3611788 36 113 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

334400 Bacteria_16S 3723883 3723806 36 113 gi|219846419|ref|NR_026010.1| Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

334400 Bacteria_16S 3777432 3777355 36 113 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 


norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 


Bacteria; Proteobacteria; Deltaproteobacteria; 


Thermodesulforhabdus. 


334400 Bacteria_16S 


strain ATCC 27255 
Firmicutes; 


thermocopriae Bac 


Thermoanaerobacter. 
334400 Bacteria_16S 
organovorum strai 
Proteob 
334400 Bacteria_16S 
IAM 12464 16S rib 


Bacteria; 


Bacillales; Bacil 


334400 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


334400 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


334400 Bacteria_16S 


R-7190 16S riboso: 
Bacillales; Bacil 


334400 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


334400 Bacteria_16S 
6S ribosomal RNA, partial sequence 4076074 40 


strain 50-1 BON 1 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 
Mahella. 
334400 Bacteria_16S 4133554 4133477 36 113 gi|219846125|ref|NR_025715.1 


strain MSS-155 16 
Firmicutes; Bacil 


334400 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


334400 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


334400 Bacteria_16S 


strain SE-32A-C8 
Proteobacteria; 


methylpentosum st 
methylpentosum Ba 


334400 Bacteria_16S 


strain N. Pfennig 
Bacteria; 


strain 2Z-7937 16S 
Firmicutes; Clost 


334400 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


334400 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


334400 Bacteria_16S 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


334400 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


334400 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


334400 Bacteria_16S 


Clostridia; 
334400 Bacteria_16S 
thermocopriae strain JT-3 16S ribosomal RNA, partial se 


G 
334400 Bacteria_16S 


Proteob 
334400 Bacteria_16S 


3833521 3833439 30 112 gi 

16S ribosomal RNA, partial sequence 
Clostridiales; Ruminococcaceae; 

3882163 3882086 36 113 gi 


teria; Firmicutes; Clostridia; Thermoa 


3944323 3944242 31 112 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3960688 3960611 36 113 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 
3975527 3975443 29 113 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3994506 3994429 36 113 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4041376 4041299 36 113 
mal RNA, partial sequence 


ne 


s 
a; 


gi 


gi 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4210001 4209924 36 113 gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
4213062 4212985 36 113 gi 
bosomal RNA, complete sequence 
lales; Bacillaceae; Geobacillus. 

4469 4385 29 113 gi 
16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 
25656 25572 29 113 gi 
rain R2 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
57459 57375 29 113 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
91917 91845 36 108 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
113451 113375 37 113 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; 


nc 
il 


ue 


nc 
al 


ce 


Syntrophobacterale 
115050 114974 37 113 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
122775 122699 36 112 gi 


Ss; 


Ss; 


ce 
acteria; Deltaproteobacteria; Syntrophob 
206650 206566 29 113 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
290229 290145 29 113 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
293433 293349 29 113 gi 


s 
ri 


ca 


R 
219846308 
qu 
na 


ri 
219846252 
3959295 39607 


Syntrophobacterales; 


219846340 


38321 
uminococ 


ence 


219846263 


e 39429 
llales; 


219846242 


equence 
Rhizobi 


219846229 
3993148 39945 


219846196 
4039998 4041459 Ba 


cil 


laceae; Bacillus. 

4042834 4042757 36 113 gi|219846195 
ribosomal RNA, partial sequence 4041510 40429 
lales; Bacillaceae; Bacillus. 

4077488 4077407 25 106 gi| 219846168 


776 


4132144 41336 


219846069 


e 42085 
lus. 


idiales; 
265679026 


90540 


219846067 
4211641 42131 


265679061 


4533 


ionellacea 
265679047 


nce 
¢ 


56079 
Chro: 


e 
es; 


265679002 


92000 


ae; Natr 


265678987 
112043 11359 


Syntrop 


265678986 
113641 11518 


Syntrop 


265678981 


12137 
acterale 


265678926 


equence 
a; Burkh 


265678867 


28882 
ligenace 


265678865 


erobacte 


Syntrophobact 


ref|NR_025930.1 
73 3833552 Rumino 
cus. 
ref|NR_025898.1 

3880766 388228 
rales; Thermoana 


ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025842.1 


ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


ref |NR_025819.1 


ref 
lus 


NR_025786.1 
fordii Bacte 


ref|NR_025785.1 


ref|NR_025758.1 


65 Halobacillus 


ref|NR_025659.1 
91 4210111 Lentib 


ref|NR_025657.1 


ref|NR_029369.1 
e; Legionella. 
ref |NR_029355.1 

24277 25711 
lostridiaceae; C 
ref |NR_029334.1 

57529 Thiocy 
matiaceae; Thioc 
ref|NR_029310.1 


lla. 
NR_029295.1 


onie 
ref 


hace 
ref 


ae; Syntroph 
NR_029294.1 


haceae; Syntroph 
ref|NR_029289.1 
3. 122854 Desulf 
s; Syntrophobact 
ref |NR_029234.1 

205252 206750 
olderiales; Alca 
ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 


77 Bacillus firmus Bacteria; 


eraceae; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Acidiphilium 
hilium organovorum 
; Acidiphilium. 
Bacillus firmus strain 
Firmicutes; 


Agrobacterium 
6 Agrobacterium 


ae; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Halobacillus locisalis 


locisalis Bacteria; 


Lentibacillus 
acillus salicampi 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Legionella erythra 


Legionella erythra Bacteria; 


Clostridium 
Clostridium 
lostridium. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 
Natroniella acetigena 


Natroniella acetigena Bacteria; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Taylorella 
Taylorella 
ligenaceae; Taylorella. 
Bordetella holmesii 
ella holmesii Bacteria; 


ref|NR_029171.1 


actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 
Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 


Pasteurellales; P 


asteurellaceae; Aggregatibacter. 


Aggregatibacter 
292013 293496 


334400 Bacteria_16S 
strain S-182 16S 
Firmicutes; 
334400 Bacteria_16S 


strain Sd/3 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
334400 Bacteria_16S 


strain CS1 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Firmicutes; 
334400 Bacteria_16S 
strain CE2105 16S 


Lactobacillales; 


Lactobacillales; 


340854 340771 29 
502712 502636 36 
Bacillaceae; 


514794 514710 29 


630230 630146 29 


Bacillus. 


112 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


112 


113 


113 


ribosomal RNA, partial sequence 


gi 


339450 34088 
Pediococcus. 


gi 


501307 50281 


gi 


513446 51481 
Lactobacillus. 


gi 


628893 63029 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


334400 Bacteria_16S 
strain 111-35 16S 
Firmicutes; 
334400 Bacteria_16S 
halophila strain 
Bacteria; 
334400 Bacteria_16S 


strain Uedal07 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


334400 Bacteria_16S 


strain 19 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
334400 Bacteria_16S 


hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfacinum. 
334400 Bacteria_16S 


strain Greoux 11 D13 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; 


334400 Bacteria_16S 
strain LSv21 16S 


707172 707088 28 


734700 734616 29 


771886 771802 29 


846959 846875 28 


Clostridiales; 
884580 884504 36 


904465 904381 29 


923104 923028 36 


112 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


113 


113 


112 


112 


113 


112 


ribosomal RNA, partial sequence 


gi 


705889 70720 


gi 


4270 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Chromatiales; 


gi 


770475 77198 


gi 


845553 84708 
Clostridiaceae; 


gi 


gi 


Legionellales; 


gi 


921679 92319 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


334400 Bacteria_16S 
oceanense strain 
Bacteria; 
334400 Bacteria_16S 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 


924675 924599 36 


992481 992397 29 


112 


113 


gi 


ASv26 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


334400 Bacteria_16S 
strain NAFO0O1 16S 
Firmicutes; 
334400 Bacteria_16S 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
334400 Bacteria_16S 
wolinii strain DB 
Bacteria; 
Syntrophobacter. 
334400 Bacteria_16S 


13501 16S ribosomal RNA, 


Bacillales; 


1081872 1081796 36 


Bacillaceae; 
1096988 1096904 29 


1127296 1127220 36 


1193859 1193775 29 


complete sequence 


112 


ribosomal RNA, partial sequence 
Bacillus. 


112 


112 


113 


1192457 1193978 Borde 


gi 


1080469 10819 


gi 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Syntrophobacterale 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


334400 Bacteria_16S 
strain R-4079 16S 


334400 Bacteria_16S 


schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; 


334400 Bacteria_16S 


subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequ 
facile subsp. tolerans Bacteria; Proteobacteria; 


Hyphomicrobium. 
334400 Bacteria_16S 


1228619 1228535 29 


1233188 1233104 29 


1309926 1309842 29 


1311399 1311315 29 


113 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


113 


113 


113 


gi 


1227244 12287 


gi 


gi 


Alphaproteobacte 


gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 

334400 Bacteria_16S 1316060 1315984 36 112 gi 

subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacil 

334400 Bacteria_16S 1340516 1340432 29 113 gi 


265678831 


265678717 


265678709 


265678631 


Rhodospiri 
265678578 


Dorea. 
265678559 
73351 

Chro: 
265678532 
265678482 


Clostridiu 
265678455 


Synt 
265678442 
90307 
Leg 
265678430 
Desulfoba 
265678429 
92324 
265678383 
Enterobac 
265678322 
265678312 
Rhodos 
253680772 
11259 
228715722 
caligenace 
219878281 
219878271 


Rh 
228721488 


228721487 
partial s 


228716557 


laceae; 


ref|NR_029136.1 


ref|NR_029022.1 


ref|NR_029014.1 
3 Lactobacillus 
ref |NR_028936.1 


llaceae; 
ref |NR_028883.1 


ref |NR_028863.1 
matiaceae; 
ref|NR_028836.1 


aceae; 
ref|NR_028785.1 


m. 
ref |NR_028757.1 
rophobacterales; 


ref |NR_028744.1 
ionellaceae; 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; 
ref |NR_028731.1 


ref|NR_028685.1 


teriaceae; 
ref |NR_028624.1 


ref|NR_028614.1 
1095628 109707 
pirillales; 


ref|NR_028020.1 


ref |NR_027537.1 


Bordetella. 
NR_025420.1 


ae; 
ref 


aceae; Cellvibri 
ref|NR_025410.1 
1231844 123328 
izobiales; 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref|NR_027610.1 
equence 131006 
Rhizobial 


ref|NR_027552.1 
1314657 131617 


Bacillus. 


228721340 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 


ref|NR_027605.1 
1339181 134062 


tella hinzii LMG 


Bartonellaceae; 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Lactobacillus rossiae 
rossiae Bacteria; 


Roseospira marina 


8 Roseospira marina Bacteria; 
Roseospira. 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Thiohalocapsa 


9 734742 Thiohalocapsa halophila 
Thiohalocapsa. 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 
Cellvibrio. 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Desulfacinum 


883190 884650 Desulfacinum 


Syntrophobacteraceae; 


Legionella gresilensis 


2 904507 Legionella gresilensis 
Legionella. 


Desulfofrigus fragile 
fragile Bacteria; 


Desulfofrigus. 


Desulfofrigus 


9 924771 Desulfofrigus oceanense 
Desulfobacteraceae; 


Desulfofrigus. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 
Citrobacter. 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Acetobacter 
0 Acetobacter 


Acetobacteraceae; 


Syntrophobacter 


86 1127376 Syntrophobacter wolinii 
s; Syntrophobacteraceae; 


Bordetella hinzii LMG 
13501 Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


Oo. 
Bartonella 

9 Bartonella 
Bartonella. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Bacillus subtilis 
3 Bacillus subtilis 


Magnetospirillum 
3 Magnetospirillum 


gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 


334400 Bacteria_16S 


1348317 1348241 36 112 


gi|228720860 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 


fumaroxidans MPOB 


Syntrophobacteraceae; 
334400 Bacteria_16S 


strain ATCC 29176 


29176 Bacteria; Firmicutes; 
334400 Bacteria_16S 
51271 16S ribosomal RNA, 


Firmicutes; 


brockii subsp. 


Firmicutes; 


Bacillales; 


strain CMS 35 16S 


strain 16351 16S 
Firmicutes; 


Clostridia; 
334400 Bacteria_16S 

strain HS-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; 
334400 Bacteria_16S 


Bacteria; Proteobacteria; 
Syntrophobacter. 


1364787 1364703 28 112 


16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
1499653 1499569 28 
complete sequence 


112 


1506988 1506902 27 113 


Thermoanaerobacteraceae; 
1519023 1518939 28 112 


1637406 1637330 36 112 


Bacillus. 
1645035 1644955 33 113 
ribosomal RNA, partial sequence 


1671043 1670959 28 112 


ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridiales; 


1706137 1706053 30 113 


1754852 1754768 29 113 


Deltaproteobacteria; 


gi|228719063 


gi| 219846656 


1498269 1499735 Catonella 
Clostridia; Clostridiales; Lachnospiraceae; Catonella. 
334400 Bacteria_16S 
lactiethylicus strain SEBR 5268 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
334400 Bacteria_16S 
strain PC18 16S ribosomal RNA, partial sequence 


gi| 219846365 


16S ribosomal RNA, 
lactiethylicus 


Bacteria; 


Thermoanaerobacter. 


gi|219857618 
1517647 15191 


gi|219878452 


1636012 1637452 Bacillus 


gi|219878447 
1643643 16451 


gi|219878428 
1669639 16711 


gi|219878404 
1704738 17061 


gi|219878370 


agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 


agarivorans Bacteria; 


Pseudoalteromonas. 


334400 Bacteria_16S 


alexandrii strain 


alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 


strain DSM 11334 


strain LMG 1945, 


Proteobacteria; 


1829157 1829073 29 113 


Gammaproteobacteria; 


gi| 219878317 


C116-18 16S ribosomal RNA, partial sequence 


1898110 1898026 29 113 


1899653 1899569 29 113 


R8846 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
334400 Bacteria_16S 


1940158 1940074 29 113 


gi|219878265 


16S ribosomal RNA, partial sequence 1896710 18982 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
334400 Bacteria_16S 


219878264 
18982 


gi 


gi|219878235 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 


fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; 


Methylobacterium. 


334400 Bacteria_16S 


1947901 1947817 29 113 


gi|219878230 


strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 


Thiobacillus. 


334400 Bacteria_16S 


strain 581 
Firmicutes; 


16S ribosomal RNA, partial sequence 
Bacillales; 
334400 Bacteria_16S 

strain DSM 176 16S ribosomal RNA, 


1964633 1964549 29 113 


Proteobacteria; 
1975046 1974970 36 112 


Planococcaceae; 


2025619 2025535 29 113 


Betaproteobacteria; 


Marinibacillus. 


gi|219878219 


gi| 219878212 
1973642 19751 


gi|219878179 


complete sequence 2024259 20257 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


334400 Bacteria_16S 


defragrans strain 
Bacteria; 


strain TF-12 16S 
Firmicutes; 


strain TF-11 16S 
Firmicutes; 


2074611 2074527 29 113 


gi| 219878141 


54Pin 16S ribosomal RNA, partial sequence 20732 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
334400 Bacteria_16S 


2124840 2124764 36 112 


ribosomal RNA, partial sequence 
Bacillales; 
334400 Bacteria_16S 


Bacillaceae; Bacillus. 
2126396 2126320 36 112 


ribosomal RNA, partial sequence 
Bacillales; 
334400 Bacteria_16S 


Bacillaceae; Bacillus. 
2127932 2127848 29 113 


Al 
gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


gi|219857650 


microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 


1363415 1364816 Rumino 
Ruminococcaceae; 


Alteromonadales; 


Rhodobacterales; 


Rhizobiales; Methylob 


Hydrogenophilales; Hy 


ref|NR_027598.1 

1346912 134839 
Syntrophobactera 
ref|NR_027579.1 
Ruminococ 


NR_026248.1 
morbi ATCC 


ref 


ref|NR_025956.1 
partial sequenc 
Firmicutes; 


ref|NR_025207.1 


ref|NR_025591.1 


soli Bacteri 
ref|NR_025586.1 


Pseudomon 


ref|NR_025567.1 


ref|NR_025543.1 
Thermoleo 
ref|NR_025509.1 

1753455 175495 
Pseud 


ref|NR_025456.1 

1827843 182926 
ref|NR_025404.1 
Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
Brackiella. 
ref|NR_025374.1 

1938810 194024 


ref |NR_025369.1 
Bordetella. 


ref |NR_025358.1 


ref|NR_025351.1 


ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025241.1 


ref |NR_025240.1 


Hyphomonadaceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Catonella morbi ATCC 
51271 Bacteria; 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 
Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
334400 Bacteria_16S 
R-16300 16S ribosomal RNA, partial sequence 
Bacillaceae; 
334400 Bacteria_16S 


Bacillus soli strain 
a; Firmicutes; 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
334400 Bacteria_16S 


as. 
Clostridium bolteae 


36 Clostridium bolteae Bacteria; 
Clostridium. 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Pseudoalteromonas 

9 Pseudoalteromonas 

oalteromonadaceae; 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Methylobacterium 
9 Methylobacterium 


acteriaceae; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
334400 Bacteria_16S 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 196474 
denitrificans Bacteria; 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Isochromatium buderi 
buderi Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


ref |NR_025239.1 
2126557 212798 


Thioalkalispira 
9 Thioalkalispira 


microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalispira. 


334400 Bacteria_16S 2161011 2160927 29 112 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

334400 Bacteria_16S 2188426 2188342 29 113 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

334400 Bacteria_16S 2236897 2236821 36 112 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

334400 Bacteria_16S 2285922 2285846 36 112 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

334400 Bacteria_16S 2296370 2296286 29 113 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

334400 Bacteria_16S 2308461 2308377 29 113 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

334400 Bacteria_16S 2355224 2355148 36 112 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 

334400 Bacteria_16S 2413092 2413012 33 113 gi|219857452|ref|NR_025040.1| Methylosarcina 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylosarcina. 

334400 Bacteria_16S 2457175 2457091 29 113 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 2455783 2457213 Aeromonas 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonadaceae; Aeromonas. 

334400 Bacteria_16S 2467786 2467702 28 112 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

334400 Bacteria_16S 2502316 2502232 29 113 gi|219857381|ref|NR_024969.1| Legionella waltersii 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

334400 Bacteria_16S 2503822 2503738 29 113 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
334400 Bacteria_16S 2550273 2550189 29 113 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 


strain C-29 16S r 


subsp. spizizenii 
subtilis subsp. s 


334400 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


334400 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


334400 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


334400 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


334400 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


334400 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


334400 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


334400 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
ne 
2551785 2551709 36 112 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2576423 2576339 29 113 gi 
rain UCD-1 16S ribosomal RNA, partial 

cteria; Proteobacteria; Betaproteobact 
2639393 2639309 29 113 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


se 
er 


ue 
ri 


2651619 2651535 29 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2780609 2780525 29 113 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 
2783542 2783458 29 113 

ibosomal RNA, partial sequence 


113 gi 


pi 


Thi 
gi 


ot 


2548929 25503 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
334400 Bacteria_16S 


llaceae; 


219857343 


partial 
es; Baci 


219857284 


quence 
ia; 


nce 


a; Paste 


219857224 
2650247 2651682 Azosp 


ra. 


219857130 
2779259 27806 


richacea 


219857128 
2782197 27836 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
2870305 2870229 36 112 gi| 219856878 |ref|NR_024697.1 
s strain DSM11821 16S ribosomal RNA, partial sequence 286889 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacil 
2871885 2871809 36 112 gi| 219856877 |ref|NR_024696.1 
6S ribosomal RNA, partial sequence 2870477 28720 
lales; Bacillaceae; Bacillus. 
2876627 2876551 36 112 gi|219856874|ref|NR_024693.1 


Burk 
219857232 


tonella. 
NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref|NR_024915.1 

2575008 257651 
holderiales; Alc 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


Bar 
ref 
sequ 


ref 
ira 


NR_024852.1 
oryzae Bacte 
ref|NR_024758.1 


hiothrix. 
NR_024756.1 


e; T 
ref 


43 Bartonella koehlerae Bacteria; 


Bacillus subtilis 
4 2551802 Bacillus 
s. 
Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Azospira oryzae strain 
ria; Proteobacteria; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


2875223 2876748 Bacillus mojavensis Bacteria; 


334400 Bacteria_ 


IFO15715 16S ribo 
Bacil 


Bacillales; 
334400 Bacteria_ 


strain JCM9070 16 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
334400 Bacteria_16S 2990577 2990493 29 113 gi| 219846930 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 29906 


Proteobacteria; 
334400 Bacteria_ 
strain LS-13 16S 
Proteobacteria; 

334400 Bacteria_ 
strain 441-1 16S 


G 


G 


16S 2879775 2879699 36 112 


gi 
laceae; Bacillus. 
16S 2882892 2882816 36 112 

S ribosomal RNA, partial sequence 


gi 


219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


219856870 
2881499 28830 


ref 
lus 


ref 


ref 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
16S 2992113 2992029 29 113 gi|219846929|ref|NR_026521.1 
ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter 
ammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 
16S 2993604 2993520 29 113 gi|219846928|ref|NR_026520.1 
ribosomal RNA, partial sequence 2992209 29936 


NR_024691.1 
flexus Bact 


NR_024689.1 


NR_026522.1 


e 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

334400 Bacteria_16S 3076824 3076741 29 112 gi|219846871|ref|NR_026463.1| Rhizobium undicola 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
334400 Bacteria_16S 3125078 3124994 29 113 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

334400 Bacteria_16S 3173444 3173360 29 113 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

334400 Bacteria_16S 3199456 3199372 29 113 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

334400 Bacteria_16S 3244835 3244759 36 112 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 

334400 Bacteria_16S 3268742 3268658 29 113 gi|219846742|ref|NR_026334.1| Legionella lytica 
strain L2 16S ribosomal RNA, partial sequence 3267345 3268825 Legionella lytica Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

334400 Bacteria_16S 3271847 3271763 29 113 gi|219846740|ref|NR_026332.1| Shigella dysenteriae 
strain ATCC 13313 16S ribosomal RNA, partial sequence 3270447 3271933 Shigella dysenteriae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella. 

334400 Bacteria_16S 3299272 3299188 28 112 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain $5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

334400 Bacteria_16S 3315963 3315887 36 112 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

334400 Bacteria_16S 3319007 3318931 36 112 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

334400 Bacteria_16S 3389123 3389039 29 113 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

334400 Bacteria_16S 3408801 3408725 36 112 gi|219846640|ref|NR_026232.1| Syntrophobacter 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

334400 Bacteria_16S 3447284 3447200 28 112 gi|219846612|ref|NR_026204.1| Clostridium viride 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

334400 Bacteria_16S 3763986 3763902 28 112 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

334400 Bacteria_16S 3834981 3834897 28 112 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

334400 Bacteria_16S 3969698 3969614 29 113 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
334400 Bacteria_16S 4109192 4109108 29 113 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

334400 Bacteria_16S 4131982 4131906 36 112 gi|219846126|ref|NR_025716.1| Marinibacillus 


campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 


Bacteria; Firmicu 


tes; Bacillales; Planococcaceae; 


Marinibacillus. 


334400 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; B 


334400 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


334400 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


334400 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


334400 Bacteria_16S 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 


strain M6 16S rib 


Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


334400 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


334400 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


334400 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


334400 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


334400 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


334400 Bacteria_16S 


berkhoffii 
berkhoffii 


subsp. 
subsp. 


334400 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


334400 Bacteria_16S 


strain HTCC2506 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadace 
334400 Bacteria_16S 464267 464184 29 112 gi| 265678742 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 

rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizob 
334400 Bacteria_16S 530106 530023 29 112 gi| 265678699 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 53019 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; D 
334400 Bacteria_16S 540731 540652 34 113 gi| 265678692 
variabile strain BI 114 16S ribosomal RNA, partial sequence 53938 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 
334400 Bacteria_16S 650191 650108 29 112 gi| 265678618 
acidiphila strain B2 16S ribosomal RNA, partial sequence 64884 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
334400 Bacteria_16S 716273 716190 29 112 gi| 265678571 
strain TH-3 16S ribosomal RNA, partial sequence 714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
334400 Bacteria_16S 768793 768710 29 112 gi| 265678534 
strain J1 16S ribosomal RNA, partial sequence 767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
334400 Bacteria_16S 788851 788765 29 113 gi| 265678520 
strain M39 16S ribosomal RNA, partial sequence 787469 78896 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 
334400 Bacteria_16S 813461 813362 15 113 gi| 265678504 


jannaschii strain ALM2 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Alph 
387311 387225 29 113 
03 16S ribosomal RNA, partial s 
acteria; Gammaproteobacteria; X 
439828 439745 29 112 
6S ribosomal RNA, partial seque 


aproteo 
gi 
equence 
anthomonadales; S 
gi|265678762 
nce 438478 43991 


bacteria; 
265678797 
38592 


Rhizobiales; 
ref|NR_029102.1 
1 387397 Hydro 
inobacteraceae; 
ref |NR_029067.1 
9 Fulvimarina p 
ae; 
ref |NR_029047.1 

462905 46436 
iales; Xanthoba 
ref |NR_029004.1 
2 Deinococcus i 
einococcus. 
ref |NR_028997.1 
4 540811 Subdo 
Subdoligranulu 
ref |NR_028923.1 
0 650254 Methy 
rinckiaceae; Me 
ref |NR_028876.1 
6 Aminobacter a 
eae; Aminobacte 
ref |NR_028838.1 
4 Devosia neptu 
ae; Devosia. 
ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylo 


ref |NR_028807.1 


Bar 


Cc 


Fulvimarina. 


1 
c 


1 
m. 


1 
it 


Yr. 


Pp 


4176720 4176636 29 113 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
6S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

4178205 4178121 29 113 gi|219846095|ref|NR_025685.1| Achromobacter 
LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
a; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

4240354 4240270 29 113 gi|219846042|ref|NR_025632.1| Methylobacterium 

GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 

4241813 4241729 29 113 gi| 219846041 |ref|NR_025631.1| Methylobacterium 
GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 

5937 5854 29 112 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
bosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 

Rhizobiales; Bartonellaceae; Bartonella. 

7398 7315 29 112 gi|265679059|ref|NR_029367.1| Bartonella taylorii 

osomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Rhizobiales; Bartonellaceae; Bartonella. 

78495 78416 33 112 gi|265679012|ref|NR_029320.1| Desulfospira 
in B331 16S ribosomal RNA, partial sequence 770390 78536  Desulfospira 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

84461 84382 34 113 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
somal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
ridiales; Ruminococcaceae; Anaerofilum. 

87488 87409 34 113 gi|265679005|ref|NR_029313.1| Anaerofilum 
ain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
teria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

98227 98144 29 T12 gi|265678998|ref|NR_029306.1| Desulfocapsa 
ain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

255607 255524 29 it? gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

284231 284152 33 112 gi|265678871|ref|NR_029177.1| Desulfobacter 
in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

319108 319025 29 112 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 

strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 


tonellaceae; Bartonella. 

Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Fulvimarina pelagi 
elagi Bacteria; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Deinococcus indicus 
ndicus Bacteria; 


Subdoligranulum 
igranulum variabile 


Methylocapsa 

ocapsa acidiphila 
hylocapsa. 

Aminobacter aganoensis 
ganoensis Bacteria; 


Devosia neptuniae 
niae Bacteria; 


Methylophaga alcalica 
alcalica Bacteria; 
haga. 

Thioalkalivibrio 


812035 813508 Thioalkalivibrio jannaschii 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


334400 Bacteria_16S 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bo 


334400 Bacteria_16S 


34614 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bo 


334400 Bacteria_16S 
strain AMX51 16S 


825570 825487 29 


827072 826989 29 


843829 843746 29 


ribosomal RNA, partial sequence 


112 gi| 265678496 
824212 825662 Bosea 
sea. 

112 gi| 265678495 
825713 827158 Bosea 


ref 
vestrisii Bacteria; 


ref 
eneae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


334400 Bacteria_16S 
strain LMG 18819 
Proteobacteria; 
334400 Bacteria_16S 
strain LMG 18106 
Proteobacteria; 
334400 Bacteria_16S 
strain LMG 16407 
Proteobacteria; 


893632 893549 29 


16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
ref 
7 Pandoraea pulmonicola Bacteria; 


895167 895084 29 


16S ribosomal RNA, partial sequence 893783 89526 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
ref 
2 Pandoraea apista Bacteria; 


896702 896619 29 


16S ribosomal RNA, partial sequence 895318 89680 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


sea. 
112 gi| 265678484 |ref|NR_028787.1 
842468 84394 
Bosea. 
112 gi| 265678449 |ref|NR_028751.1 


112 gi| 265678448 


112 gi| 265678447 


NR_028799.1 


NR_028798.1 


Pandoraea. 
NR_028750.1 


Pandoraea. 
NR_028749.1 


Pandoraea. 


Bosea vestrisii strain 
Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


Pandoraea apista 


334400 Bacteria_16S 932286 932203 29 112 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
334400 Bacteria_16S 957102 957019 29 112 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

334400 Bacteria_16S 1057961 1057878 29 112 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 10580 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodopseudomonas. 
334400 Bacteria_16S 


lucentensis strain QMT2 16S ribosomal RNA, partial sequence 11501 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
334400 Bacteria_16S 
niigataensis stra 


334400 Bacteria_16S 


aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; 


334400 Bacteria_16S 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 13648 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
334400 Bacteria_16S 
silvestris strain 
Bacteria; 
334400 Bacteria_16S 
strain L1-82 16S 
Bacteria; Firmicutes; 
334400 Bacteria_16S 
AMMD 16S ribosoma 
Proteobacteria; 
complex. 

334400 Bacteria_16S 


strain SA35 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteracea 


334400 Bacteria_16S 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial 
phosphitoxidans Bacteria; 


Desulfotignum. 
334400 Bacteria_16S 


strain B8 16S ribosomal RNA, partial sequence 


Proteobacteria; 
334400 Bacteria_16S 


strain B6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
334400 Bacteria_16S 


lusatiensis strain S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
334400 Bacteria_16S 


faecalis strain gc 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
334400 Bacteria_16S 


1151475 1151392 29 


1239281 1239198 29 


in DSM7050 16S ribosomal RNA, 
niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; 


1240797 1240714 29 


1366215 1366132 29 


1381453 1381370 29 


BL2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


1384499 1384416 29 


ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
1473795 1473712 29 


1 RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Burkholderiac 


1493625 1493542 29 


1517562 1517483 33 
Proteobacteria; 


1549557 1549474 30 


1551023 1550940 30 


1570354 1570271 29 


1573370 1573287 29 


1580960 1580877 29 


Rhiz 


112 gi| 253680756 
Rhodospirillales; 
112 gi| 219878163 


partial sequence 


Rhizobiales; Phylloba 

112 gi|219878162|ref|NR_025301.1 
1239445 124091 

Rhizobiales; Phyllobac 

112 gi|228719040|ref|NR_027578.1 


Rhizobiales; Bradyrhizobiaceae; Ni 
112 gi|228717274|ref|NR_027561.1 

1380115 1381523 Methyl 

Rhizobiales; Beijerinckiaceae; Met 
112 gi|228716944|ref|NR_027557.1 

1383100 13845 
Lachnospiraceae; Roseburia. 

112 gi|224581402|ref|NR_024882.1 

1472412 1473865 Burkholderia ambifari 

eae; Burkholder 

112 gi|219846714|ref|NR_026306.1 
1492298 1493711 Xanthobacter 

e; Xanthobacter 

112 gi|219873435|ref|NR_025194.1 

sequence 1516159 151759 


Deltaproteobacteria; Des 


113 gi] 219857245 
1548180 15495 
113 gi| 219857244 
1549646 15510 
112 219878173 
15690 


gi 


obia 


ref 
78 1151571 Thala 
Rhodospirillaceae; Thalassospira. 
ref 

1237929 12393 


67 1366328 Nitrob 


ulf 


ref 
95 Aquabacterium 
Betaproteobacteria; Burkholderiales; Aquabacterium. 

ref 
61 Aquabacterium 
Betaproteobacteria; Burkholderiales; Aquabacterium. 

ref 
18 1570426 Defluv 


Rhizobiales; Phyllobac 
112 gi| 219857383 |ref 
15720 


Rhizobia 
112 gi 


les; Bradyr 
219878491 


americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 


32 1573475 Rhodop 


biz 


ref 


8 


les; Bradyrh 


NR_028004.1 
s 


NR_025302.1 
9 


obacterales; 


NR_024875.1 


NR_024874.1 


NR_025312.1 


teriaceae; D 
NR_024971.1 


obiaceae; Rh 


7 Rhodopseudomonas 
izobiaceae; 


Thalassospira 
sospira lucentensis 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 
Methylocella 
ocella silvestris BL2 
hylocella. 
Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Xanthobacter agilis 


agilis Bacteria; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 
Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 


NR_025251.1 


Sinorhizobium 


1579624 1581060 Sinorhizobium 


americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Sinorhizobium/Ens 


334400 Bacteria_16S 


strain T4 16S rib 


xylanivorans stra 
xylanivorans Bact 


334400 Bacteria_16S 


limicola strain G 
limicola Bacteria 


334400 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


334400 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


334400 Bacteria_16S 


strain IBS 506 16 


strain IBS 382 16 


Soel 16S ribosoma 
Gammaproteobacter 


334400 Bacteria_16S 


strain H-8 16S ri 


strain 7d 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
334400 Bacteria_16S 


aminoxidans strai 
Bacteria; Proteob 


334400 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


334400 Bacteria_16S 


strain IBS 193 16 


Alphaproteobacter 


334400 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


334400 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


334400 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


334400 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


334400 Bacteria_16S 


strain AN1 16S ri 
Proteobacteria; A 


334400 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


334400 Bacteria_16S 


strain BS5-8 16S 
Proteobacteria; B 


334400 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


334400 Bacteria_16S 


ifer group; Sinorhizobium. 
1629767 1629684 29 
osomal RNA, partial sequence 


112 gi 
ri 
1734995 1734912 29 112 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1830726 1830643 30 113 gi 
olChil 16S ribosomal RNA, complete seq 
Proteobacteria; Betaproteobacteria; 

1868831 1868748 29 112 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


ue 
ia 


ue 
Rh 


, 


eq 
ct 


1976630 1976547 29 112 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
2076101 2076018 29 112 gi 
S ribosomal RNA, partial sequence 


ce 
ac 


ne 
2085354 2085271 29 112 
S ribosomal RNA, partial sequence 


gi 


ne 
2089902 2089816 29 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2154983 2154900 29 112 gi 
bosomal RNA, partial sequence 


113 gi 


Ne 
Ac 


2221695 2221612 29 
osomal RNA, partial sequence 


112 gi 
ob 
2223105 2223022 29 112 gi 
n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
2290384 2290301 29 112 gi 


nc 
le 


ridia; Clostridiales; Lachnospiraceae; L 
2297836 2297753 29 112 gi 
S ribosomal RNA, partial sequence 
ne 
2302267 2302184 29 112 

ia; Rhizobiales; Bradyrhizobiaceae; 
2396265 2396182 29 112 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2417772 2417701 36 107 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2472335 2472236 15 113 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2547227 2547144 30 113 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2568669 2568586 29 112 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
2619566 2619483 30 113 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2650115 2650032 30 113 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2696359 2696276 29 112 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2837909 2837831 35 113 gi 


gi 
ne 
s 
oc 


2 


al 


ma. 


Bradyrh 


gi 


Rhod 
gi 


Oc 


Oc 


nc 
ri 


219878457 
1628419 16298 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
334400 Bacteria_16S 


nckiacea 


219878385 


nce 


les; Lac 


219878316 


nce 
odocycla 


219878289 


uence 


eria; Rh 


219878211 


19752 
terales; 


219878139 
2074760 20762 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
334400 Bacteria_16S 


llaceae; 


219878133 
2084014 20854 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
334400 Bacteria_16S 


llaceae; 


219878130 
2088549 2089942 Nevsk 


vskia. 


219857632 
2153652 21550 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
334400 Bacteria_16S 


etobacte 


219857585 
2220358 22217 


acterace 


219857584 


22217 
Xanth 


e 
S; 


219857539 
6S ribosomal RNA, partial sequence 2288984 22904 


achnobac 


219857532 
2296489 22979 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
334400 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


llaceae; 


219857529 


219857463 
2394935 23963 


llaceae; 


219857448 


equence 
occaceae 


19857402 


24709 


es; Ecto 


219857346 


25458 
monadace 


219857289 
2567339 25687 


izobiace 


219857253 
2618180 26196 


yclaceae 


219857225 
2648722 26501 


yclaceae 


219857191 


e 26950 
llales; 


219856899 


acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


ref|NR_025596.1| Methylocella tundrae 
34 Methylocella tundrae Bacteria; 
e; Methylocella. 
ref|NR_025524.1 
1733638 173507 
hnospiraceae; Ps 
ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref |NR_025428.1 
1867493 186885 
izobiales; Beije 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 

Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 

Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Desulfobacula 

obacula phenolica 
Desulfobacteraceae; Desulfobacula. 
ref|NR_025278.1| Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 
Bartonella. 
ref|NR_025272.1| Bartonella alsatica 
53 Bartonella alsatica Bacteria; 
Bartonella. 
ref |NR_025269.1 
ia ramosa Bacter 


ref|NR_025350.1 
15 1976722 Desulf 


Nevskia ramosa strain 
ia; Proteobacteria; 


ref|NR_025221.1| Rubritepida flocculans 
80 Rubritepida flocculans Bacteria; 
raceae; Rubritepida. 

ref|NR_025173.1| Xanthobacter viscosus 
41 Xanthobacter viscosus Bacteria; 

ae; Xanthobacter 
ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xanthobacter. 
ref|NR_025127.1| Lachnobacterium bovis 
36 Lachnobacterium bovis Bacteria; 
terium. 
ref|NR_025120.1| Bartonella capreoli 
31 Bartonella capreoli Bacteria; 


Xanthobacter 
bacter aminoxidans 


Bartonella. 
ref|NR_025117.1| Afipia birgiae strain 
ia birgiae Bacteria; Proteobacteria; 


ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 
Bartonella. 
ref|NR_025036.1] Streptococcus 

2416361 2417865 Streptococcus 
; Streptococcus. 
ref|NR_024990.1| Thioalkalivibrio 
21 2472353 Thioalkalivibrio versutus 
thiorhodospiraceae; Thioalkalivibrio. 
ref |NR_024934.1| Hylemonella gracilis 
37 2547323 Hylemonella gracilis Bacteria; 
ae; Hylemonella. 
ref|NR_024920.1| Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 
ae; Nitrobacter. 


ref|NR_024884.1| Dechloromonas agitata 
85 Dechloromonas agitata Bacteria; 

; Dechloromonas. 

ref|NR_024853.1| Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


; Azonexus. 

ref|NR_024819.1| Saccharibacter 
10 2696445 Saccharibacter floricola 
Acetobacteraceae; Saccharibacter. 
ref|NR_024718.1| Lactobacillus 


2836503 2837908 Lactobacillus 


334400 Bacteria_16S 


saccharophila str 
saccharophila Bac 


carboxydohydrogen 
carboxydohydrogen 


334400 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


strain K 16S ribo 
strain DSM 11603 
halotolerans DSM 


Bacteria; Proteob 


zavarzinii strain 
zavarzinii Bacter 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


334400 Bacteria_16S 


DSM 11303 16S rib 
Deinococcus-Therm 


334400 Bacteria_16S 
n DSM 20539 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


radiodurans strai 
radiodurans Bacte 


334400 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


334400 Bacteria_16S 


strain TagT2C 16S 


2850151 2850068 30 


2861005 2860922 29 


2995068 2994985 29 


3072360 3072277 29 


3106960 3106877 29 


3112905 3112826 33 


11383 16S ribosomal RNA, partial sequence 


3128036 3127953 29 


3129524 3129441 29 


3147486 3147403 29 


Deinococci; 
3168876 3168793 29 


us; 


ria; 
3238795 3238712 29 
ia; Proteobacteria; 


3240295 3240212 29 


acteria; Deltaproteobacteria; 
334400 Bacteria_16S 


osomal RNA, partial sequence 
Deinococcales; 


113 


112 


112 


112 


112 


Aquamicrobi 

112 gi| 219846847 |ref|NR_026439.1 
3111517 3112988 Desulf 
Desulfobacterales; Desulfobacterac 
112 gi| 219846837 |ref|NR_026429.1 
3126704 312814 


112 


112 gi|219846824|ref|NR_026416.1 
3146120 31475 
Deinococcaceae; Deinococcus. 
112 gi|219846809|ref|NR_026401.1 
3167516 316898 


Deinococci; 


112 


112 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


334400 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


334400 Bacteria_16S 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudo 
Lachnospiraceae; 
219846716 
ain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xantho 
Xanthobacteraceae; 
219846715 
3308619 3310030 Xanthobacter 


Bacteria; Firmicu 


334400 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


334400 Bacteria_16S 
strain 301 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 
334400 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


334400 Bacteria_16S 


neopropionicum st 


neopropionicum Bacteria; 
334400 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


334400 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; 


strain 743A 16S r 
Firmicutes; Clost 


334400 Bacteria_16S 
lentocellum strain RHM5 16S ribosomal RNA, partial sequ 
Clostridiales; 


Bacteria; 


Firmicutes; 


3270274 3270191 30 
ribosomal RNA, 


3297744 3297661 29 


tes; Clostridia; 


3308484 3308401 29 


3526292 3526209 29 


3590495 3590412 30 


3596623 3596540 29 


ridia; Clostridiales; 
3598156 3598073 29 


Clostridia; 


334400 Bacteria_16S 


3604332 3604249 29 


Clostridiales; 


ibosomal RNA, partial sequence 


113 


complete sequence 
etaproteobacteria; Burkholderiales; Leptothrix. 
219846723 


112 


112 


acteria; Alphaproteobacteria; 
3309946 3309863 29 112 
sequence 


112 


113 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 
334400 Bacteria_16S 


112 


Clostridiaceae; 


112 


112 


Rhizobiales; 


gi|21985689 


ain DSM 654 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Betaproteobacteria; 
334400 Bacteria_16S i 


gi 


gi 


gi 


gi 


ZV-622 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 
n IFAM KB-677 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
3527853 3527771 29 112 gi| 219846558 |ref|NR_026150.1 
rain DSM 3847 16S ribosomal RNA, complete sequence 3526458 352796 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
3579697 3579614 29 112 gi|219846523|ref|NR_026115.1 
IFAM 1003 16S ribosomal RNA, partial sequence 3578376 357978 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizo 


gi 


Ideonella. 
gi 


gi 


Lachnospiraceae; 
219846504 


gi 


Burkholderiales; 
219856884 
a strain DSM 1083 16S ribosomal RNA, partial sequence 
a Bacteria; Proteobacteria; Alphaproteobacteria; 
219846927 
n AF3.10 16S ribosomal RNA, partial sequence 

ria; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 
334400 Bacteria_16S 


Rhizobiales; 


219846874 
somal RNA, partial sequence 3071024 3072416 Methylocella palustri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
334400 Bacteria_16S 219846851 
16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
334400 Bacteria_16S 


Rhizobiales; 
219846836 eo 
sequence 3128192 312961 
Rhizobiales; Hyphomicr 


Deinococcales; 
219846762 
PerGlyS 16S ribosomal RNA, complete sequence 
Deltaproteobacteria; Desulfobacterales; 
219846761 
3238968 3240379 Xanthobacter 
Xanthobacteraceae; 
219846741 
3268876 32703 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 


219846516 
3589120 35906 


219846511 
3595254 35967 
Clostridium. 
219846509 
ence 3596793 3598277 Clostr 
Cellulosilyticum. 


1|ref|NR_024710.1 

2848765 285026 
ref |NR_024703.1 
285967 
Rhizobiales; 
ref|NR_026519.1 

2993732 299516 
Rhizobiac 
ref |NR_026466.1 
Methylocella. 
ref |NR_026443.1 


Hyphomicro 


ref|NR_026428.1 


Deinococcac 
ref |NR_026354.1 

3237371 323891 
Desu 
ref|NR_026353.1 
Xanthobacter 


ref |NR_026333.1 


ref |NR_026315.1 
Pseudobutyrivib 
ref|NR_026308.1 


Xa 


ref |NR_026307.1 


ref|NR_026151.1 


ref|NR_026108.1 


ref|NR_026103.1 


ref|NR_026101.1 


Comamonadaceae; 


Pelomonas 

6 Pelomonas 

Pelomonas. 
Pseudomonas 

1 2861120 Pseudomonas 


Bradyrhizobiaceae. 


Agrobacterium 
8 Agrobacterium 
eae; 


Methylocella palustris 
s Bacteria; 


Aquamicrobium defluvii 
defluvii Bacteria; 
um. 
Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Deinococcus 
1 Deinococcus 
eae; Deinococcus. 
Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 
Xanthobacter. 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 

8 Clostridium 
lostridium. 
Blastobacter 

9 Blastobacter 

biaceae; Blastobacter. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
idium lentocellum 


ref|NR_026096.1 


Sinorhizobium saheli 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 


Sinorhizobium. 


334400 Bacteria_16S 


strain H152 16S r 
Proteobacteria; A 


334400 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


334400 Bacteria_16S 


strain F9251 16S 
Proteobacteria; A 


334400 Bacteria_16S 


strain B9 16S rib 
Proteobacteria; A 


334400 Bacteria_16S 


strain BN 126 16S 
Proteobacteria; A 


334400 Bacteria_16S 
16S ribosomal RNA, partial sequence 3960828 39622 


strain ATH 2.2.1 


Proteobacteria; B 


334400 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


334400 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; Clost 


334400 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


334400 Bacteria_16S 


lactatifermentans 
lactatifermentans 


334400 Bacteria_16S 


strain 34633 16S 
Proteobacteria; A 


334400 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


334400 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


334400 Bacteria_16S 
6S ribosomal RNA, partial sequence 174571 17599 


strain OY 0-002 1 
Proteobacteria; G 


334400 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


334400 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


334400 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


334400 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


334400 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


334400 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


334400 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


334400 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


334400 Bacteria_16S 


strain Ter6 16S r 


3657233 3657150 29 112 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3854643 3854560 30 113 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3894567 3894484 29 112 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
3899226 3899143 29 112 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3941399 3941316 29 112 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
3962207 3962124 30 113 


gi 


gi 


Rhodo 
gi 


etaproteobacteria; Burkholderiales; Ru 
3965224 3965141 30 113 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
4026075 4025992 29 112 


gi 


gi 


ridia; Clostridiales; Clostridiaceae; 

4190449 4190366 30 113 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 


4220746 4220663 29 112 gi 
strain G17 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
4223742 4223659 29 112 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
64995 64913 30 112 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
142480 142394 26 112 gi 


ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 
175991 175907 29 113 gi 


6S ribosomal RNA, partial sequence 4024698 40261 


Clostridiu 
219846083 
1 sequence 
bacteria; 


219846061 
sequence 
stridiales 
219846056 


4222451 42238 


rhizobiace 
265679021 
ence 63592 
riales; Ox 
265678968 
equence 

eria; Desu 


265678946 


219846467|ref|NR_026059.1| Rhizobium giardinii 
3655877 3657353 Rhizobium giardinii Bacteria; 

biaceae; Rhizobium/Agrobacterium group; Rhizobium. 

219846326|ref|NR_025916.1| Leptothrix discophora 
3853246 3854730 Leptothrix discophora Bacteria; 

ptothrix. 

219846299|ref|NR_025889.1| Bartonella elizabethae 
3893217 3894682 Bartonella elizabethae Bacteria; 

nellaceae; Bartonella. 

219846296|ref|NR_025886.1| Ahrensia kielensis 
3897893 3899299 Ahrensia kielensis Bacteria; 

hodobacteraceae; Ahrensia. 

219846265|ref|NR_025855.1| Rhodobium marinum 
3940082 3941471 Afifella marina Bacteria; 

biaceae; Afifella. 

219846251|ref|NR_025841.1| Rubrivivax gelatinosus 

78 Rubrivivax gelatinosus Bacteria; 

brivivax. 

219846249|ref|NR_025839.1| Rhodocyclus tenuis 
3963836 3965295 Rhodocyclus tenuis Bacteria; 

ocyclaceae; Rhodocyclus. 

219846206 |ref|NR_025796.1] Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


m. 
ref|NR_025673.1] Schlegelella 
4189049 4190565 Schlegelella 
Burkholderiales; Comamonadaceae; 
ref|NR_025651.1| Clostridium 
4219342 4220838 Clostridium 
; Clostridiaceae; Clostridium. 
ref|NR_025646.1| Afipia massiliensis 
25 Afipia massiliensis Bacteria; 
ae; Afipia. 
ref|NR_029329.1| Herbaspirillum 
65117 Herbaspirillum seropedicae 
alobacteraceae; Herbaspirillum. 
ref|NR_029276.1| Desulfuromusa 
141109 142543 Desulfuromusa 
1lfuromonadales; Desulfuromonadaceae; 
ref|NR_029254.1| Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

267581 267499 30 212 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 
bosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

370577 370479 15 113 gi| 265678808 |ref|NR_029113.1| Halomonas 
ain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
teria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

419684 419586 15 113 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
bosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

491929 491831 15 113 gi|265678724|ref|NR_029029.1| Halomonas organivorans 

ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

511813 511727 27 113 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
osomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
lales; Bacillaceae; Geobacillus. 

739352 739270 30 112 gi|265678555|ref|NR_028859.1| Herbaspirillum 
P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

1036648 1036566 30 112 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1065665 1065567 15 113 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


1035238 10367 


alobactera 
265678334 
sequence 
ria; Ocean 


1146993 1146911 30 112 gi 
ibosomal RNA, partial sequence 


253680759 


33 Herbaspirillum putei Bacteria; 

ceae; Herbaspirillum. 

ref |NR_028636.1| Marinomonas 

1064282 1065700 Marinomonas 
rinomonas. 


ospirillales; Ma 
ref|NR_028007.1| Collimonas fungivorans 


1145612 1147064 Collimonas fungivorans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 


334400 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
334400 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


334400 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


334400 Bacteria_16S 


strain Esulfidel 


Proteobacteria; G 


334400 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


334400 Bacteria_16S 


strain : LMG 2096 
Proteobacteria; G 


334400 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


334400 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


334400 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


334400 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


334400 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


334400 Bacteria_16S 


viterbiensis stra 
viterbiensis Bact 


334400 Bacteria_16S 


nitratis strain A 
Bacteria; Proteob 


334400 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


334400 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


334400 Bacteria_16S 


agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 


1195424 1195338 27 113 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaerob 
1212126 1212028 15 113 gi 
rain Slthf2 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


s 
te 


1215096 1214998 15 113 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1216576 1216478 15 113 gi 


gi 


H 


ammaproteobacteria; Oceanospirillales; H 


1756426 1756328 15 113 gi 


228715634 


224581438 


224581436 
1213697 12151 


224581404 
16S ribosomal RNA, partial sequence 1215201 12166 


219878369 
6S ribosomal RNA, partial sequence 1755010 17565 


11940 
acterale 


equence 
ria; Oce 


alomonad 


alomonad 


ref |NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


ref|NR_027220.1 
1210750 121215 
anospirillales; 


Halomonas 
8 Halomonas 
Halomonadaceae; 


ref|NR_027218.1| Halomonas neptunia 

50 Halomonas neptunia Bacteria; 

aceae; Halomonas. 

ref|NR_027185.1| Halomonas sulfidaeris 
30 Halomonas sulfidaeris Bacteria; 
aceae; Halomonas. 
ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
1784993 1784895 15 113 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
9 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
1864195 1864097 15 113 gi|219878292|ref|NR_025431.1| Chromohalobacter 
n Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
acteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
1928116 1928018 15 113 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 


ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1971950 1971868 30 112 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


an 


ue 
ar 


2388699 2388613 27 113 gi 
n KB1l 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2391748 2391650 15 113 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2406896 2406818 28 106 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2470831 2470733 15 112 gi 
LJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2868738 2868656 30 112 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


ne 
S; 


H 


nl 
ia 


ce 
al 


se 
B 


3222031 3221949 30 112 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3223550 3223468 30 112 gi 
train Wlr3 16S ribosomal RNA, partial 

acteria; Proteobacteria; Betaproteobac 


en 
ri 


se 
te 


334400 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


334400 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


334400 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


334400 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


334400 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


3320552 3320454 15 113 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


eq 
ct 


3350911 3350829 30 112 


gi 
etaproteobacteria; Burkholderiales; Burk 
3353994 3353896 15 113 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3386151 3386053 15 113 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


H 


1 
ia 


3387624 3387526 15 113 gi 
16S ribosomal RNA, partial sequence 


ammaproteobacteria; Oceanospirillales; H 


1926697 19282 


219878214 


219857468 


219857466 


2390343 23918 


219857456 


219857403 


219856879 


219846773 


219846772 


219846706 


219846684 
6S ribosomal RNA, partial sequence 3349528 33510 


219846682 
3352589 33540 


219846659 


219846658 


thomonad 
nce 


Burkhol 


23873 
Thermoa 


e 


alomonad 


sequence 
les; Clo 


24694 
es; Ecto 
quence 
urkholde 


ce 32206 
ales; Ox 


quence 
ria; Bur 


uence 


eria; Oc 


holderia 


alomonad 


sequence 
Oceano 


v 


33862 
alomonad 


10 Ignatzschineria larvae Bacteria; 

aceae; Ignatzschineria. 

ref |NR_025353.1| Herbaspirillum 
1970584 1972049 Herbaspirillum 

deriales; Oxalobacteraceae; 


ref|NR_025056.1 
07 2388807 Thermo 


Thermoanaerobacter 
anaerobacter yonseiensis 
naerobacteraceae; Thermoanaerobacter. 
ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas. 
ref|NR_025044.1 
2405537 240701 
stridiaceae; Cal 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024698.1 
2867356 286884 
riales; Oxalobac 


v 


Caloramator 
6 Caloramator 
oramator. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref |NR_026364.1 
3222170 322363 
kholderiales; Ox 


ref|NR_026298.1 
3319157 332063 


eanospirillales; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 
ceae; Paucimonas 
ref|NR_026274.1| Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
aceae; Halomonas 
ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 


Halomonas eurihalina 
nas eurihalina Bacteria; 


334400 Bacteria_16S 


3490058 3489972 26 112 gi 


219846583 


ref|NR_026175.1| Desulfuromusa bakii 


strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 


334400 Bacteria_16S 


strain Milford 74 


334400 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


334400 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


334400 Bacteria_16S 


Firmicutes; Lacto 


334400 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


334400 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


334400 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


334400 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; G 


334400 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


334400 Bacteria_16S 


nitratireducens s 
nitratireducens B 


334400 Bacteria_16S 


strain icterohaem 
Bacteria; Spiroch 


334400 Bacteria_16S 


brennaborense str 
brennaborense Bac 


334400 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


334400 Bacteria_16S 


strain 166 16S ri 
Proteobacteria; A 


334400 Bacteria_16S 


strain ATCC 27760 


Bacteria; Firmicu 


334400 Bacteria_16S 


strain F12 16S ri 


Firmicutes; Bacil 


334400 Bacteria_16S 


strain V2-BIII-A2 


Firmicutes; Bacil 


334400 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


334400 Bacteria_16S 


strain S5b2 16S r 


Proteobacteria; B 


334400 Bacteria_16S 


strain SB2B 16S r 


Proteobacteria; G 


334400 Bacteria_16S 


danicus strain DB 


Bacteria; Firmicu 


334400 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


3558727 3558643 29 113 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 

16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3563242 3563158 29 113 gi|219846534|ref|NR_026126.1| Vibrio 
strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3576784 3576700 29 113 gi|219846525|ref|NR_026117.1| Legionella feeleii 

ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3614904 3614818 27 113 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 

strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
bacillales; Carnobacteriaceae; Alloiococcus. 

3837979 3837881 15 113 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
osomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

3893062 3892964 15 113 gi|219846300|ref|NR_025890.1| Halomonas 

strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 

3974066 3973984 30 112 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

4056343 4056245 15 113 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
ibosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

4060852 4060770 30 112 gi|219846180|ref|NR_025770.1] Duganella 
ain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

4173641 4173571 36 106 gi|219846098|ref|NR_025688.1] Garciella 
train Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
acteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

16361 16284 36 PLS. gi|265679053|ref|NR_029361.1| Leptospira interrogans 
orrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
aetes; Spirochaetales; Leptospiraceae; Leptospira. 

36197 36120 35 112 gi|265679040|ref|NR_029348.1| Treponema 
ain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
teria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

102828 102751 36 113 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

261474 261401 39 112 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
bosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
lphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

310115 310030 28 113 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 

16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
tes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

424298 424221 36 113 gi|265678772|ref|NR_029077.1| Bacillus algicola 
bosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
lales; Bacillaceae; Bacillus. 

586254 586177 36 113 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 

16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
lales; Bacillaceae; Bacillus. 

796450 796373 36 it3 gi|265678515|ref|NR_028818.1| Leptospirillum 
n P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

1003249 1003165 29 113 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
ibosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

1012280 1012195 29 113 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1035151 1035074 36 113 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
tes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

1056455 1056378 36 113 gi|265678340|ref|NR_028642.1| Paraliobacillus 
n 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

1087946 1087869 36 113 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 


334400 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


1 RNA, 
laceae; 


complete sequence 
Bacillus. 


1086532 1088056 Bacillus akibai Bacteria; 


Firmicutes; 


334400 Bacteria_16S 1297787 1297710 36 


strain 2DT 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; 
334400 Bacteria_16S 
strain LMG 21880 
Firmicutes; Bacillales; 
334400 Bacteria_16S 


Bacillaceae; 
1631280 1631203 36 


Bacillaceae; 
1689117 1689040 36 


strain 6AG 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; 
334400 Bacteria_16S 

strain LMG 18422 
Firmicutes; Bacillales; 
334400 Bacteria_16S 

halodurans strain 
Bacteria; 
334400 Bacteria_16S 


Bacillaceae; 
1753296 1753219 36 


Bacillaceae; 
1766956 1766871 29 


1803183 1803106 36 


decolorationis strain LMG 19507 16S ribosomal RNA, part 
Bacillales; 


decolorationis Bacteria; 
334400 Bacteria_16S 
strain DSM 497 16 
Firmicutes; Bacillales; 
334400 Bacteria_16S 


Firmicutes; 
1843025 1842948 36 


Bacillaceae; 
1967639 1967558 32 


strain BM5 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; 


Proteobacteria; 
334400 Bacteria_16S 
strain ET-5b 16S 

Firmicutes; Bacil 
334400 Bacteria_16S 
strain LMG 12370 

Firmicutes; Bacil 
334400 Bacteria_16S 


1969156 1969079 36 
ribosomal RNA, partial 


2039200 2039123 36 


2040759 2040682 36 


paucivorans strain 2992-95 16S ribosomal RNA, partial s 


paucivorans Bacteria; 
334400 Bacteria_16S 

strain SW-72 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacillaceae; 
334400 Bacteria_16S 2255149 2255072 29 
acetigenes strain 
Bacteria; Firmicutes; 
Sporanaerobacter. 
334400 Bacteria_16S 


Firmicutes; 
2095992 2095915 36 


Clostridia; 


2256750 2256665 28 


mediterraneus strain 86FS1 16S ribosomal RNA, partial s 


mediterraneus Bacteria; 
Desulfobulbus. 
334400 Bacteria_16S 
strain BD-87 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Planococcaceae; 
334400 Bacteria_16S 2441961 2441876 29 
paradoxus strain 
Bacteria; 
334400 Bacteria_16S 


Proteobacteria; 


2426981 2426904 36 


2505324 2505240 28 


olearium strain SR1 16S ribosomal RNA, partial 


Bacteria; Firmicutes; 
334400 Bacteria_16S 

strain DSM 12769 
Proteobacteria; 

334400 Bacteria_16S 
strain AM31D 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Bacillaceae; 
334400 Bacteria_16S 2729749 2729672 36 


Clostridia; 
2506879 2506794 29 


2726663 2726586 36 


lales; Bacillales Family xX. 


Clostridiales; 


Bacillus. 


113 


113 


113 


113 


113 


113 


113 


S ribosomal RNA, partial sequence 
Bacillus. 


113 


113 


sequence 


113 


113 


113 
sequence 


Bacillus. 


106 


113 


Deltaproteobacteria; 


113 
sequence 


Viridibacillus. 


113 


ARh1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Chromatiales; 


Chromatiales; 


gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
1296399 1297868 Bacillus endophyticus Bacteria; 
gi|219878456|ref|NR_025595.1| Bacillus gelatini 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


gi| 219878415 


1687712 16892 


gi| 219878372 


16S ribosomal RNA, partial sequence 1751903 17534 
Bacillus. 


gi|219878360 


34Alc 16S ribosomal RNA, partial sequence 17655 
Proteobacteria; Gammaproteobacteria; 


Ectothiorhodospiraceae; 


69 Bacillus gelatini Bacteria; 


ref|NR_025554.1| Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


ref |NR_025499.1 
52 1767023 Alkali 


Alkalilimnicola 
limnicola halodurans 
Alkalilimnicola. 


gi|219878334|ref|NR_025473.1| Bacillus 
ial sequence 1801788 1803290 Bacillus 
Bacillaceae; Bacillus. 
gi|219878307|ref|NR_025446.1| Bacillus halodurans 


1841624 18431 


32 Bacillus halodurans Bacteria; 


gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 

1966261 1967704 Thiocapsa litoralis Bacteria; 
Chromatiaceae; Thiocapsa. 

gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 


1967755 19691 
Incertae Sedis; 


gi|219878169 


16S ribosomal RNA, partial sequence 2037802 20393 
lales; Bacillaceae; Virgibacillus. 


219878168 
equence 


gi 


Lactobacillales; Aerococcaceae; 


gi| 219878125 


2094597 20961 


gi|219857563 


Lup33 16S ribosomal RNA, partial sequence 22537 


Clostridiales; Clostridiales Family 


219857562 
equence 


gi 


gi|219857441 
2425586 24269 


219857426 
24405 


gi 


Thermicanus. 


Desu 


Ectothiorhodospiraceae; 


80 Thermicanus aegyptius Bacteria; 


ref|NR_025308.1 
07 Virgibacillus 


Virgibacillus proomii 
proomii Bacteria; 


ref |NR_025307.1| Dolosicoccus 

2039358 2040867 Dolosicoccus 
Dolosicoccus. 
ref|NR_025264.1| Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025151.1|] Sporanaerobacter 
47 2255269 Sporanaerobacter acetigenes 
XI. Incertae Sedis; 


ref|NR_025150.1] Desulfobulbus 
2255320 2256776 Desulfobulbus 
lfobacterales; Desulfobulbaceae; 


ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 


ref |NR_025014.1 
72 2442029 Thioal 


Thioalkalivibrio 
kalivibrio paradoxus 
Thioalkalivibrio. 


112 gi|219857379|ref|NR_024967.1| Sporobacterium 
sequence 2503925 2505435 Sporobacterium olearium 
Lachnospiraceae; Sporobacterium. 
113 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 


113 
sequence 


113 


16S ribosomal RNA, partial sequence 2505486 25069 
Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


gi|219857170 
2725265 27267 


gi|219857168 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 


sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobac 


334400 Bacteria_16S 2769915 2769838 36 


strain GTC 854 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
334400 Bacteria_16S 2875052 2874975 36 


naganoensis strain ATCC53909 16S ribosomal RNA, partial 


113 


113 


gi|219857138 
2768556 27700 


naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 


334400 Bacteria_16S 2984497 2984420 36 


113 


strain JaH 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillaceae; 


Bacillus. 


illaceae; Al 


49 Alkalispirillum mobile Bacteria; 
Alkalispirillum. 
ref|NR_024798.1| Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 


ref|NR_024796.1| Alicyclobacillus 
2728379 2729816 Alicyclobacillus 

icyclobacillus. 

ref|NR_024766.1| Bacillus okuhidensis 

07 Bacillus okuhidensis Bacteria; 


gi|219856875|ref|NR_024694.1| Pullulanibacillus 
sequence 2873633 2875172 Pullulanibacillus 
gi|219846934|ref|NR_026526.1| Bacillus vedderi 


2983106 29845 


83 Bacillus vedderi Bacteria; 


334400 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


334400 Bacteria_16S 


strain M-29c 16S 
Firmicutes; 


strain DSM 10022 
Firmicutes; 


pseudalcaliphilus 
pseudalcaliphilus 


334400 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


334400 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


334400 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


334400 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


bronchiseptica st 


muriaticus strain 
Bacteria; 


334400 Bacteria_16S 


strain Karp 16S r 


334400 Bacteria_16S 


strain PW2 16S ri 


334400 Bacteria_16S 


strain 101 16S ri 


334400 Bacteria_16S 


vulcanalis strain 


Bacteria; Firmicu 


334400 Bacteria_16S 


strain 1843-02 16 


Firmicutes; Lacto 


334400 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


Proteobacteria; Betaproteobacteria; Burk 
3897732 3897655 36 113 gi| 219846297 
X-1 16S ribosomal RNA, partial sequence 38963 
Lactobacillales; Enterococcaceae; Tetrageno 
3935605 3935520 28 113 gi| 219846270 
ibosomal RNA, partial sequence 3934247 39357 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
3945782 3945701 31 112 gi| 219846262 
bosomal RNA, partial sequence 3944448 39458 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
3950164 3950083 31 112 gi| 219846259 
bosomal RNA, partial sequence 3948831 39502 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
4048945 4048868 36 113 gi| 219846188 
CsHg2 16S ribosomal RNA, partial sequence 40475 
tes; Bacillales; Alicyclobacillaceae; Alicycloba 
4172117 4172040 36 113 gi|219846099 
S ribosomal RNA, partial sequence 4170715 41722 

bacillales; Enterococcaceae; Vagococcus. 
4222291 4222214 36 113 gi| 219846060 
4220889 4222400 Bacil 

laceae; Anaerobacillus. 

37686 37602 29 113 gi| 265679039 


334400 Bacteria_16S 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequen 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 


334400 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


strain J1-31B-1 1 
Firmicutes; Erysi 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


334400 Bacteria_16S 


strain FF3 16S ri 


strain KB740 16S 


Proteobacteria; B 


1721-77 16S ribos 


Clostridia; 
334400 Bacteria_16S 

DSM 8725 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 


3001268 3001191 36 113 


lales; Bacillaceae; 
3039138 3039061 36 113 
Enterococcaceae; 
3231030 3230953 29 106 

Clostridiales; 
3535412 3535335 36 113 
Bacteria; Firmicutes; 
3541678 3541601 36 113 
lales; Bacillaceae; Bacillus. 
3544789 3544712 36 113 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3610383 3610306 36 113 
lales; Planococcaceae; 


3804554 3804470 29 113 


3807582 3807498 29 113 


45202 45118 
ribosomal RNA, 


29 113 


55954 55870 29 113 


79909 79825 29 113 


acteria; Proteobacteria; 


146952 146868 29 113 
bosomal RNA, partial sequence 


157695 157611 29 113 
ribosomal RNA, partial sequence 


168465 168381 29 
omal RNA, partial sequence 


113 


6S ribosomal RNA, partial sequence 
Geobacillus. 


ribosomal RNA, partial sequence 
Lactobacillales; 
334400 Bacteria_16S 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Alcaligenace 
334400 Bacteria_16S 


complete sequence 
ammaproteobacteria; Oceanospirillales; 
334400 Bacteria_16S 


gi 


2999867 30013 


gi 


3037737 30392 
Vagococcus. 


gi 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. I 


gi 


Bacillaceae; 


gi 


6S ribosomal RNA, complete sequence 3540266 35417 


gi 


complete sequence 3543393 35448 


gi 


16S ribosomal RNA, partial sequence 3608971 36104 
Planococcus. 


gi 


3803146 38046 


gi 


rain Dog 71 16S ribosomal RNA, partial sequence 
bronchiseptica Bacteria; 
334400 Bacteria_16S 


gi 


43805 


gi 


6S ribosomal RNA, partial sequence 54638 
pelotrichi; Erysipelotrichales; Erysipelotrichac 
334400 Bacteria_16S 


gi 


train S 1 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


gi 


145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
334400 Bacteria_16S 


gi 


156293 15781 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
334400 Bacteria_16S 


gi 


219846923 


219846897 


219846767 


219846553 


219846549 


219846547 


219846499 


219846360 


219846358 


Rhodob 


265679034 
45323 
Halomonad 
265679027 
56028 


265679011 
equence 


Ps 


265678965 


265678958 


265678951 


ref 


ref 


ref 


ncer 
ref 


Baci 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


cocc 
ref 


e; R 
ref 


race 
ref 


race 
ref 


cill 
ref 
ref 

lus 
ref 

acte 
ref 


acea 
ref 


eae; 
ref 


eudo 


ref 


acea 
ref 


o (AZ 
ref 


30 Peptoniphilus 


3534017 353553 


3806174 380763 
holderiales; Alc 


31 3897842 Tetrag 


66 4049023 Alicyc 


ce 36384 


78587 


NR_026515.1 


NR_026489.1 


NR_026359.1 


tae Sedis; P 
NR_026145.1 


llus. 


NR_026141.1 


NR_026139.1 


NR_026091.1 


NR_025951.1 


Bordetella. 
NR_025949.1 


NR_025887.1 


us. 
NR_025860.1 


ickettsieae; 
NR_025852.1 


ae; Acidocel 
NR_025849.1 


ae; Acidocel 
NR_025778.1 


us. 
NR_025689.1 


NR_025650.1 
macyae Bacte 


NR_029347.1 
37736 
rales; Rhodo 
NR_029342.1 


e; Carnimona 
NR_029335.1 


Holdemania. 
NR_029319.1 
79994 


monadales; P 


NR_029273.1 


e; Marinovum 
NR_029266.1 


oarcus. 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 

Bacillus 
4 Bacillus 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Tetragenococcus 
enococcus muriaticus 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Alicyclobacillus 
lobacillus vulcanalis 


Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Sulfitobacter 
Sulfitobacter 


bacteraceae; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


s. 
Holdemania filiformis 


Holdemania filiformis Bacteria; 


Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Marinovum algicola 


3  Marinovum algicola Bacteria; 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Vibrio mimicus strain 


NR_029259.1 


167046 168502 Vibrio mimicus Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Proteobacteria; 


334400 Bacteria_16S 


Proteobacteria; 
334400 Bacteria_16S 
398 16S ribosomal 
Gammaproteobacter 
334400 Bacteria_16S 
leiognathi strain 
Bacteria; 
334400 Bacteria_16S 
strain ATCC 15468 
Proteobacteria; 
334400 Bacteria_16S 
thermophilus stra 
thermophilus Bacteria; 
Methylococcus. 
334400 Bacteria_16S 
1787 16S ribosoma 
Firmicutes; Clost 
334400 Bacteria_16S 
lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 

334400 Bacteria_16S 
proteoclasticum s 


ridia; 


proteoclasticum Bacteria; 
334400 Bacteria_16S 
rhabdoformis stra 
Bacteria; Proteob 
334400 Bacteria_16S 
strain MB312 16S 


334400 Bacteria_16S 
hongkongensis str 
hongkongensis Bac 
Loktanella. 

334400 Bacteria_16S 


171465 171381 29 
strain 50 16S ribosomal RNA, partial sequence 


185062 184978 28 
1 RNA, partial sequence 

Clostridiales; 
260087 260003 29 
strain ITI-1157 16S ribosomal 
Bacteria; Proteobacteria; Alphaproteob 


272087 272003 28 
train B316 16S ribosomal RNA, 


Firmicutes; 


285786 285702 28 


acteria; Deltaproteobacteria; 
352698 352614 29 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
358501 358417 29 
ain UST950701-009P 16S ribosomal RNA, 


366035 365951 


strain A3 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


334400 Bacteria_16S 
saerimneri strain 
saerimneri Bacteria; 
334400 Bacteria_16S 
strain TF-27 16S 
Proteobacteria; 

334400 Bacteria_16S 


Proteobacteria; 
334400 Bacteria_16S 
vestfoldensis str 
vestfoldensis Bac 
Loktanella. 

334400 Bacteria_16S 


Firmicutes; 
435186 435102 29 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
493422 493338 29 
strain R65 16S ribosomal RNA, partial sequence 


411950 411866 


504196 504112 29 
ain R-9477 16S ribosomal RNA, 


516260 516176 29 


113 gi 


113 gi 


rio. 
113 gi| 265678945 
e 17604 
Vibrionales; Vibri 
29 113 gi| 265678944 
partial sequence 17756 
Aeromonadales; Aeromonadacea 
29 113 gi| 265678943 
al sequenc 


marinisedimentorum strain DSM 15388 16S ribosomal RNA, 


marinisedimentorum Bacteria; 


334400 Bacteria_16S 
luminescens subsp. 
Enterobacteriales; 
334400 Bacteria_16S 
strain CIP 105566 
Proteobacteria; 
334400 Bacteria_16S 
helgolandensis st 


517823 517739 29 

thracensis strain 39-8 16S 
Photorhabdus luminescens subsp. thracen 
Enterobacteriaceae; 
546855 546772 
16S ribosomal RNA, 
Gammaproteobacteria; 
572790 572706 
rain Hel 10 16S ribosomal RNA, partial 


helgolandensis Bacteria; Proteobacteria; Alphaproteobac 


Jannaschia. 
334400 Bacteria_16S 
impatiens strain 
Bacteria; Proteob 
Saccharospirillum. 
334400 Bacteria_16S 


strain 289 16S ribosomal RNA, 


605789 605705 29 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 


616623 616539 29 
complete sequence 


170036 17150 
Gammaproteobacteria; Vibrionales; Vibri 
174483 174399 29 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
177476 177392 29 
L1 16S ribosomal RNA, partial sequenc 
Proteobacteria; Gammaproteobacteria; 
178985 178901 
16S ribosomal RNA, 
Gammaproteobacteria; 
180463 180379 
in IMV-B-3037 16S ribosomal RNA, parti 
Proteobacteria; 


173054 174520 Vibri 


265678949 


onaceae; V 
265678947 


Photorhabdus. 
29 113 gi|265678688|ref|NR_028993.1 
partial sequence 545475 546925 Entero 
Enterobacteriales; Enterobacteriaceae; Enter 
29 113 gi|265678671|ref|NR_028976.1 
sequence 571472 572837 
teria; Rhodobacterales; Rh 
113 gi| 265678648 |ref|NR_028953.1 
ence 604420 605869 Saccha 
Oceanospirillales; Saccharospirill 
113 gi| 265678641 |ref|NR_028946.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 
ibrio. 

ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 
ref |NR_029253.1| Photobacterium 

8 177513 Photobacterium leiognathi 
onaceae; Photobacterium. 
ref|NR_029252.1|] Aeromonas punctata 

4 179023 Aeromonas punctata Bacteria; 
e; Aeromonas. 

ref|NR_029251.1] Methylococcus 

e 179074 180523 Methylococcus 


Gammaproteobacteria; Methylococcales; Methylococcaceae; 
112 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Clostridiaceae; Clostridium. 
113 gi| 265678889 |ref|NR_029197.1| Ruegeria 
RNA, partial sequence 258782 260120 Ruegeria 
acteria; Rhodobacterales; Rhodobacteraceae; 
112 gi| 265678879 |ref|NR_029185.1| Clostridium 
complete sequence 270671 272189 Clostridium 
Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
112 gi|265678870|ref|NR_029176.1| Desulfobulbus 
in M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
113 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
351363 352770 Rhodobium orientis Bacteria; 
Rhodobium. 
113 gi|265678816|ref|NR_029121.1| Loktanella 
partial sequence 357208 358614 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
29 113 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
sequence 364736 366099 Salipiger mucosus Bacteria; 
Rhodobacterales; Rhodobacteraceae; Salipiger. 
29 113 gi|265678780|ref|NR_029085.1| Lactobacillus 
GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
113 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
433793 435289 Shewanella gaetbuli Bacteria; 
Shewanellaceae; Shewanella. 
113 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
492024 493535 Marinobacter sediminum Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
113 gi| 265678716 |ref|NR_029021.1| Loktanella 
partial sequence 502862 504310 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
113 gi|265678708|ref|NR_029013.1| Reinekea 
partial sequence 514864 516365 Reinekea 
Proteobacteria; Gammaproteobacteria; Reinekea. 
113 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
ribosomal RNA, complete sequence 516416 517931 


sis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Jannaschia 
Jannaschia 
odobacteraceae; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Vibrio agarivorans 


615203 616744 Vibrio agarivorans Bacteria; 


334400 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


334400 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


334400 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


334400 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


334400 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


334400 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


334400 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


334400 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


334400 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


334400 Bacteria_16S 


cyclicum strain A 
Bacteria; Proteob 


334400 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


334400 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


334400 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


334400 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


334400 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


334400 Bacteria_16S 


salivarius strain 
salivarius Bacter 


334400 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


334400 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


334400 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 


Pseudoalteromonas. 


628753 628669 29 113 
bosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
645600 645516 29 113 gi 
al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
663526 663442 29 113 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


692411 692327 29 113 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


710098 710014 

16S ribosomal RNA, 
ammaproteobacteria; 
711656 711572 

16S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; 
720971 720887 29 113 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


29 113 gi 
partial sequence 
Vibrionales; Vibri 
29 113 gi 
partial sequence 


722494 722410 29 113 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
770357 770273 29 113 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
814966 814882 29 113 gi 
LM1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
819432 819348 29 113 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820937 820853 29 113 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
845416 845332 29 113 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
929227 929143 29 113 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930710 930626 29 113 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
933869 933785 29 113 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
998692 998608 29 113 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1004720 1004636 29 113 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1006239 1006156 29 113 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


334400 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


334400 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


334400 Bacteria_16S 


1009219 1009135 29 

osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1030512 1030428 29 113 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1067105 1067021 29 113 gi 


113 gi 


M 


265678633 


627341 62884 


Enterobac 
265678621 


644174 645732 Vibri 


265678607 


662137 66364 


Enterobac 


265678588 
sequence 
ia; Entero 


265678576 

70866 
onaceae; 
265678575 

71023 
oritellace 
265678568 
1 sequence 
eria; Caul 


265678567 


721087 72261 


Enterobac 
265678533 


768965 770424 Vibri 


265678503 
e 81355 
hales; Pis 
265678500 


818049 81950 


Enterobac 
265678499 


819558 82101 


Enterobac 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 


Enterobac 
265678426 
nce 92790 
terales; R 
265678425 


929371 93083 


hodobacter 
265678423 
uence 
bacillacea 
265678379 
ce 99729 
hales; Pis 
265678375 
10033 
Enterobac 
265678374 
al sequenc 
eria; Alte 


265678372 


1007814 10092 


265678358 
nce 10291 
hales; Pis 
265678333 


strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 10671 


Proteobacteria; G 


334400 Bacteria_16S 


ammaproteobacteria; Chromatiales; Chro 
1083406 1083322 29 113 gi 


matiaceae; 


Aliiv 


ref |NR_028938.1 
teri 
ref 
o le 


aceae; Morga 
NR_028926.1 
ntus Bacteri 


ref|NR_028912.1 
7 Enterobacter 
teriaceae; Enter 
ref|NR_028893.1 

691014 692520 
bacteriales; Ent 


ref|NR_028881.1 
8 710188 Aliivi 
ibrio. 
ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 
ref |NR_028872.1 

719632 721036 
obacterales; Cau 


ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref |NR_028837.1 
o ruber Bacteria 


ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref |NR_028803.1 


teri 
ref 


aceae; Kluyv 
NR_028802.1 


teri 
ref 


aceae; Kluyv 
NR_028786.1 


teriaceae; Samso 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028727.1 


aceae; Ruegeria 
ref|NR_028725.1 

932436 934005 
e; Lactobacillu 
ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref |NR_028674.1 


ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiacea 
ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 


265678321 


Ss. 


e: 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Vibrio lentus strain 
a; Proteobacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 
Buttiauxella 
Buttiauxella 

erobacteriaceae; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


Asticcacaulis 
Asticcacaulis 


lobacteraceae; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Vibrio ruber strain 
Proteobacteria; 


, 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Kluyvera cryocrescens 


, 


7 Kluyvera cryocrescens Bacteria; 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 
Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Roseovarius 
arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Lactobacillus 
Lactobacillus 


Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


’ 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Rheinheimera pacifica 


’ 


pacifica Bacteria; 


ref|NR_028623.1 


Lactobacillus equi 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 


Firmicutes; Lacto 


bacillales; Lactobacillaceae; Lactobac 


illus. 


334400 Bacteria_16S 1089515 1089431 29 113 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

334400 Bacteria_16S 1112187 1112103 29 113 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

334400 Bacteria_16S 1136337 1136253 29 113 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

334400 Bacteria_16S 1154449 1154365 29 113 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

334400 Bacteria_16S 1186294 1186210 29 113 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

334400 Bacteria_16S 1187805 1187721 29 113 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

334400 Bacteria_16S 1189316 1189232 29 113 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

334400 Bacteria_16S 1190827 1190743 29 113 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

334400 Bacteria_16S 1258778 1258694 29 113 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 


strain A431 16S r 
Proteobacteria; 


ganghwensis strai 
ganghwensis Bacte 


334400 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


334400 Bacteria_16S 


Och 149 16S ribos 


G 
334400 Bacteria_16S 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1278238 1278154 29 113 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1284183 1284099 29 112 gi 


etaproteobacteria; Burkholderiales; Bu 
1352824 1352740 29 113 gi 
omal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


334400 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


334400 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


334400 Bacteria_16S 


HEL-45 16S riboso 


1363292 1363208 29 113 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1370894 1370810 29 113 gi 


acteria; Alphaproteobacteria; Rhodobac 
1380004 1379920 29 113 gi 
mal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


334400 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


334400 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


334400 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 


Pseudoalteromonas. 
334400 Bacteria_16S 


strain SMP-10 16S 


Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae 
334400 Bacteria_16S 1409914 1409834 32 112 gi|224581401 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 14099 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
334400 Bacteria_16S 1412931 1412847 29 113 gi| 224581450 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 14130 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalter 
334400 Bacteria_16S 1425141 1425057 29 113 gi| 224581442 
strain B4P 16S ribosomal RNA, partial sequence 1423741 14252 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
334400 Bacteria_16S 1439084 1439000 29 113 gi| 224581429 
strain S2 16S ribosomal RNA, partial sequence 1437684 14391 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
334400 Bacteria_16S 1445215 1445131 29 113 gi| 224581424 


1386028 1385944 29 113 gi 
ain 08217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1399453 1399373 33 112 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1403934 1403850 29 113 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


1405432 1405348 28 112 
ribosomal RNA, partial sequence 


gi 


1257400 12588 


onace 
quenc 
ia; A 


rkhol 


hodob: 


nce 
teral 


6S ribosomal RNA, partial sequence 1369567 


teral 


hodob 


equen 


eobac 


nce 
nadac 


nadal 


219846127 


219846066 
16S ribosomal RNA, partial sequence 1282800 12842 


228720499 
1351515 1352883 Roseo 
228719132 
228718299 
228717469 
1378686 1380064 
228716834 


228715357 


219857444 


219857153 
1404010 14055 


ae; V 


e 


1ltero: 


deria 


acter 


13619 
es; R 


13709 
es; R 


Ocean 
acter 


ce 
teria 


13980 
eae; 


14026 
es; P 


27 Vibrio halioticoli Bacteria; 

ibrio. 

ref|NR_025717.1 
1276861 127826 

monadales; Colwe 

ref|NR_025656.1 

83 Burkholderia hospita Bacteria; 

ceae; Burkholderia. 

ref|NR_027593.1| Roseobacter litoralis 

bacter litoralis Och 149 Bacteria; 

aceae; Roseobacter. 

ref|NR_027580.1| Octadecabacter 

76 1363364 Octadecabacter antarcticus 307 

hodobacteraceae; Octadecabacter. 

ref|NR_027572.1| Oceanicola granulosus 

84 Oceanicola granulosus HTCC2516 

hodobacteraceae; Oceanicola. 

ref|NR_027563.1| Oceanibulbus indolifex 

ibulbus indolifex HEL-45 Bacteria; 

aceae; Oceanibulbus. 

ref|NR_027556.1] Shewanella 

1384632 1386131 Shewanella 

Alteromonadales; Shewanellaceae; 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Burkholderia hospita 


, 


Gemmatimonas 
imonas aurantiaca T-27 


ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref |NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


ref|NR_024781.1| Haliangium tepidum 
17 Haliangium tepidum Bacteria; 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 


; Haliangiaceae; Haliangium. 
ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 

m. 

ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 

ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 

; Thauera. 

ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 

; Thauera. 

ref|NR_027205.1| Thalassobacter 


1443876 1445340 Thalassobacter 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Thalassobacter. 


334400 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


334400 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


334400 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


334400 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


334400 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


334400 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


334400 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


334400 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


334400 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


334400 Bacteria_16S 


strain IBS S6874 


Proteobacteria; G 


334400 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


334400 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


334400 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


334400 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


334400 Bacteria_16S 


strain R-8904 16S 


1463264 1463180 29 113 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1466321 1466237 29 113 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1469331 1469247 29 113 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1553985 1553901 29 113 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1579503 1579419 29 113 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1608745 1608661 29 113 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


Rhod 
gi 


1611626 1611542 29 113 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


1613106 1613022 29 113 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1632815 1632731 29 113 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1646585 1646501 29 113 gi 


ammaproteobacteria; Aeromonadales; Aer 
1658729 1658645 29 113 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1700000 1699916 29 113 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1701547 1701463 29 113 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
1709180 1709096 29 113 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1712156 1712072 29 113 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


334400 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


334400 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; G 


334400 Bacteria_16S 


R-3712 16S riboso: 
Gammaproteobacter 


334400 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


334400 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


334400 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


334400 Bacteria_16S 


strain 2693 16S r 


1733496 1733412 28 112 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1738053 1737969 29 113 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1792542 1792458 29 113 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1861133 1861049 29 113 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


gi 


1870293 1870209 29 113 gi 
ammaproteobacteria; Alteromonadales; A 
1929673 1929589 29 113 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1931209 1931125 29 113 gi 
ibosomal RNA, partial sequence 


224581411 
ence 14618 
nadales; A 
224581409 


1464924 14664 


ocyclaceae 
224581407 


1467942 14694 


ocyclaceae 
219857220 

15525 
Enterobac 

219846381 


1578118 15795 


seudomonad 
219878471 
quence 

teria; Alt 


219878469 
uence 
ia; Rhodob 


, 


219878468 
1 sequence 
ria; Rhodo 


219878455 
ence 16314 
es; Erysip 
219878446 


16S ribosomal RNA, partial sequence 1645204 16466 


omonadacea 
219878436 


somal RNA, partial sequence 1657325 1658829 Vibri 


219878408 


somal RNA, partial sequence 1698596 1700102 Vibri 


219878407 


1700153 17016 


1teromonad 
219878402 


1707781 17092 


matiaceae; 
219878400 


1710844 17122 


hodobacter 
219878386 


1732113 17335 


Butyrivib 
219878383 


1736673 17381 


Oleispira 
219878341 


1791138 1792572 Vibri 


219878294 
al sequenc 
eria; Alte 


219878288 


16S ribosomal RNA, partial sequence 1868909 18703 


1lteromonad 
219878242 


1928261 19297 


oritellace 
219878241 


ref 


lter 
ref 


; Az 
ref 


7 ZO 
ref 


teri 
ref 


acea 
ref 


erom 


ref 


acte 


ref 


bact 


ref 


elot 
ref 


e; A 
ref 


°o fo 


ref 
O° po 


ref 


acea 
ref 


Rhe 
ref 


acea 
ref 


rio. 
ref 


ref 
o ch 
ref 
romo 


ref 


acea 
ref 


ae; 
ref 


62 1463368 Marin 


80 1554073 Provi 


1607365 16088 


1610323 16117 


1611794 16132 


20 1632923 Erysi 


61 Rheinheimera 


87 Butyrivibrio 


e 1859752 18612 


NR_027192.1 

° 
omonadaceae; 
NR_027190.1 


oarcus. 
NR_027188.1 


ogloea. 
NR_024848.1 
d 
aceae; Provi 
NR_025972.1 


e; Pseudomon 
NR_025610.1 
1 
onadales; Sh 
NR_025608.1 
4 
rales; Rhodo 
NR_025607.1 
0 
erales; Rhod 
NR_025594.1 
p 
richaceae; E 


NR_025585.1 


eromonas. 
NR_025575.1 
rtis Bacteri 


NR_025547.1 
meroyi Bacte 


NR_025546.1 


e; Glaciecol 
NR_025541.1 


inheimera. 
NR_025539.1 


e; Loktanell 
NR_025525.1 


NR_025522.1 


NR_025480.1 
agasii Bacte 


NR_025433.1 
3 
t 


nadales; Al 


NR_025427.1 


e; Glaciecol 
NR_025381.1 


Moritella. 


Marinobacter 
bacter bryozoorum 
Marinobacter. 
Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Shewanella 

2 Shewanella 

ewanellaceae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 
obacteraceae; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Vibrio fortis strain 
a; Proteobacteria; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Rheinheimera baltica 


baltica Bacteria; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Butyrivibrio hungatei 


hungatei Bacteria; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Alteromonas 
3 Alteromonas 


eromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Moritella profunda 


62 Moritella profunda Bacteria; 


NR_025380.1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


Moritella abyssi 


1929813 1931309 Moritella abyssi Bacteria; 


334400 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


334400 Bacteria_16S 
rain DSM 4543 16S ribosomal RNA, partial 


proteamaculans st 
proteamaculans Ba 
Serratia. 


334400 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


strain DSM 4576 1 
Proteobacteria; G 


strain DSM 12358 


Proteobacteria; G 


strain DSM 4594 1 
Proteobacteria; G 


strain DSM 30118 


Proteobacteria; G 


334400 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


strain Eb 13/82 1 
Proteobacteria; G 


strain $3/2-161 1 
Proteobacteria; G 


strain S1/1-984 1 
Proteobacteria; G 


334400 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


334400 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


carotovorum subsp 


Enterobacteriales 


334400 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


strain 47Lol 16S 
Proteobacteria; B 
strain SW-47 16S 
Proteobacteria; G 
elongatus strain 
elongatus Bacteri 
Microbulbifer. 


334400 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


334400 Bacteria_16S 


salipaludis strai 
Bacteria; Proteob 


334400 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


1989143 1989059 29 


1990692 1990608 29 


cteria; Proteobacteria; 


1992240 1992156 29 


1993783 1993699 29 


1995330 1995246 29 


1996866 1996782 29 


1998411 1998327 29 


2001484 2001400 29 


2004552 2004468 29 


2006096 2006012 29 


2007642 2007558 29 


200918 
n DSM 9390 
ria; Proteobacteria; 


6 2009102 29 


201074 
6S ribosomal 


5 2010661 29 


2028617 2028533 29 


; Enterobacteriaceae; 
2068444 2068360 29 


2069976 2069892 29 
ribosomal RNA, partial 


2102057 2101973 29 
ribosomal RNA, partial 


2117287 2117203 29 
DSM 681 
a; 


2121820 2121736 29 


Enterobacteriales; 

2138460 2138376 29 
n SM-1 
acteria; 
2147462 2147378 29 


ia; 


ammaproteobacteria; 


334400 Bacteria_16S 


2153499 2153415 29 


16S ribosomal RNA, 
Gammaproteobacteria; 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
334400 Bacteria_16S 


113 


113 


Gammaproteobacteria; 


113 


113 


113 


16S ribosomal RNA, partial sequence 1993927 19 
ammaproteobacteria; Enterobacteriales; 
334400 Bacteria_16S 


113 


6S ribosomal RNA, partial sequence 1995493 19 
ammaproteobacteria; Enterobacteriales; 
334400 Bacteria_16S 


113 


16S ribosomal RNA, partial sequence 1997016 19 
ammaproteobacteria; Enterobacteriales; 


113 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
334400 Bacteria_16S 


113 


6S ribosomal RNA, partial sequence 2003168 20 
ammaproteobacteria; Enterobacteriales; 
334400 Bacteria_16S 


113 


6S ribosomal RNA, partial sequence 2004699 20 
ammaproteobacteria; Enterobacteriales; 
334400 Bacteria_16S 


113 


6S ribosomal RNA, partial sequence 2006247 20 
ammaproteobacteria; Enterobacteriales; 


gi|219878203 


6S ribosomal RNA, partial sequence 1987760 19892 
ammaproteobacteria; Enterobacteriales; 


Enterobac 
219878202 

sequenc 
Ent 


gi 


gi|219878201 


16S ribosomal RNA, partial sequence 1990842 19923 
ammaproteobacteria; Enterobacteriales; 
334400 Bacteria_16S 


Enterobac 


gi|219878200 


6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; 
334400 Bacteria_16S 


Enterobac 
219878199 
954 
Enterobac 
219878198 
969 
Enterobac 
219878197 
985 
Enterobac 
219878195 
20000 


gi 


gi 


gi 


gi 


Enterobacteriales; 


219878193 
046 
Enterobac 
219878192 
061 
Enterobac 
219878191 
077 


gi 


gi 


gi 


Enterobac 
113 gi| 219878190 
partial sequence 


113 


RNA, partial sequence 2009346 20 
ammaproteobacteria; Enterobacteriales; 
334400 Bacteria_16S 
- odoriferum strain LMG 17566 
Pectobacterium carotovorum subsp. odori 


113 


113 


113 


113 


113 


ribosomal RNA, partial sequence 
Pseudomonadales; 


113 


Alteromonadales; 


Entero 


219878189 

108 
Enterobac 

219878177 


gi 


gi 


16S ribosomal RNA, 
ferum Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
334400 Bacteria_16S 


Pectobacterium. 
113 gi| 219878145 
2067059 20685 
113 gi|219878144 
sequence 2068593 20700 
113 gi|219878121 
sequence 2100672 21021 


ammaproteobacteria; Alteromonadales; Alteromonad 
334400 Bacteria_16S 


gi|219857657 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria 


; Alteromo 


gi|219857654 


somal RNA, partial sequence 2120505 2121907 Cedec 
Enterobacteriaceae; 


Cedec 


gi|219857643 


16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; 


A 
gi| 219857637 
2146078 21475 

Pseudomonad 


ref 


NR_025342.1 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


teriaceae; 


ref 


e 1989290 199079 
erobacteriales; 


ref 


NR_025341.1 


NR_025340.1 


Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


teriaceae; 


ref 


Serra 
NR_025339.1 


thas 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


teriaceae; 


ref 


Serra 
NR_025338.1 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


teriaceae; 


ref 


Serra 
NR_025337.1 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


teriaceae; 


ref 


Rahne 
NR_025336.1 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


teriaceae; 


ref 


Prote 
NR_025334.1 


us. 
Obesumbacterium 


96 2001585 Obesumbacterium proteus 


Enterobacteriac 


ref 


NR_025332.1 


eae; Obesumbacterium. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


teriaceae; 


ref 


96 Buttiauxella 
teriaceae; 


ref 


41 Buttiauxella 
teriaceae; 


ref 


ref 


2007792 200929 
bacteriales; 


Budvi 
NR_025331.1 


Butti 
NR_025330.1 


Butti 
NR_025329.1 


Ent 


NR_025328.1 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


50 Buttiauxella brennerae Bacteria; 


teriaceae; 


ref 


partial sequenc 
Proteobacteria; Gammaproteobacteria; 


ref 


Butti 
NR_025316.1 


NR_025284.1 


auxella. 
Pectobacterium 
e 2027216 2028703 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


; Th 
ref 


auera. 
NR_025283.1 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


; Th 
ref 


auera. 
NR_025260.1 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


aceae; 


ref 


2115900 211739 
nadales; 


ref 


ea davisae Bacte 
ea. 


ref 


73 2138564 Microb 


lter 
ref 


Alteromon 
NR_025246.1 


Alterom 


NR_025243.1 


NR_025232.1 


omonadaceae; 
NR_025226.1 


as. 
Microbulbifer 

0 Microbulbifer 

onadaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


acea 


gi| 219857633 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Albidovulum. 


ref 


e; Pseudomon 


as. 


NR_025222.1 


Albidovulum 


2152193 2153601 Albidovulum 


334400 Bacteria_16S 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


334400 Bacteria_16S 


2189951 2189867 29 


2239928 2239844 29 


113 


113 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


334400 Bacteria_16S 


2241439 2241355 29 


113 


NCTC 5923 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


334400 Bacteria_16S 


strain ATCC 33638 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


334400 Bacteria_16S 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; 


Yersinia. 
334400 Bacteria_16S 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 
thiocyanoxidans Bacteria; 


Thioalkalivibrio. 
334400 Bacteria_16S 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
334400 Bacteria_16S 
strain ACEM 9 16S 


334400 Bacteria_16S 
strain ATCC49733 


334400 Bacteria_16S 


strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


334400 Bacteria_16S 
strain CCUG 30811 
Bacteria; 
334400 Bacteria_16S 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


maricaloris Bacteria; 
Pseudoalteromonas. 
334400 Bacteria_16S 


strain ATCC 33531 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; 


334400 Bacteria_16S 
strain 3CB-1 16S 


334400 Bacteria_16S 


strain MF63 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


334400 Bacteria_16S 


strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Calor 
Clostridiaceae; 


Clostridia; 
334400 Bacteria_16S 
strain ATCC 4973 


334400 Bacteria_16S 
strain CIP 105259 


Clostridiales; 


2242950 2242866 29 


2244461 2244377 29 


2287370 2287286 29 


2291848 2291764 29 
Proteobacteria; 


2294913 2294829 29 


2364456 2364372 29 


2443457 2443373 29 


2446536 2446452 29 


2448041 2447957 29 
Proteobacteria; 


2463143 2463059 29 


2499218 2499134 29 


2500755 2500671 29 


2515975 2515903 34 


2529621 2529537 29 


2562567 2562483 29 


Proteobacteria; 


113 


113 


112 


Gammaproteobacteria; 


113 


Gammaproteobacteria; 


113 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


113 


16S ribosomal RNA, partial sequence 2363042 23645 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


113 


113 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


113 


113 


113 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


113 


106 


Caloramator. 


113 


16S ribosomal RNA, partial sequence 2528225 25296 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


113 


Alteromonadales; 


Enterobacteriales; 


gi| 219857606 


gi| 219857573 
2238534 22399 


gi| 219857572 
2240045 22415 


219857571 
22415 


gi 


219857570 
partial s 


gi 
gi| 219857541 
Ch 
219857538 


sequence 
Alter 


gi 


gi|219857535 
2293525 22949 


gi] 219857485 


gi|219857424 


219857422 
24451 


gi 


gi|219857421 


Altero 


219857408 
24617 


gi 
gi|219857384 
2497830 24993 


gi| 219857382 
2499368 25008 


gi|219857367 


gi| 219857358 


219857336 
25611 


gi 


Alteromonadaceae; 


ref|NR_025195.1 


Shewanella. 
NR_025161.1 


eae; 
ref 


teriaceae; 
ref |NR_025160.1 


teriaceae; 
ref|NR_025159.1 


Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


2290487 229196 
omonadales; Pseu 


ref|NR_025123.1 


Shewanella. 
NR_025073.1 


eae; 
ref 


eae. 
ref|NR_025012.1 
eae; Shewanella. 
ref|NR_025010.1 
48 2446624 Alishe 


ref|NR_025009.1 
2446675 244812 
monadales; Pseud 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref|NR_024972.1 


; Thauera. 
ref|NR_024970.1 


; Azoarcus. 
ref|NR_024955.1 
amator coolhaasi 
ref |NR_024946.1 


aceae; Pseudomon 
ref|NR_024924.1 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Yersinia rohdei strain 


94 Yersinia rohdei Bacteria; 
Yersinia. 


Yersinia pestis strain 


05 Yersinia pestis Bacteria; 
Yersinia. 


Yersinia kristensenii 


56 2243016 Yersinia kristensenii 


eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Alishewanella fetalis 

wanella fetalis 
Alishewanella. 
Pseudoalteromonas 

4 Pseudoalteromonas 

oalteromonadaceae; 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Pseudomonas mosselii 


Proteobacteria; G 


334400 Bacteria_16S 


granulomatis stra 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pse 
2600917 2600833 29 113 gi 
in ATCC 49244 16S ribosomal RNA, partial 


219857268 


udomonad 


sequenc 


68 2562680 Pseudomonas mosselii Bacteria; 
aceae; Pseudomonas. 

ref|NR_024899.1| Mannheimia 

e 2599506 2601009 Mannheimia 


urellales; Pasteurellaceae; Mannheimia. 


granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Paste 
334400 Bacteria_16S 2602471 2602387 29 113 gi| 219857267 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 26025 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
334400 Bacteria_16S 2604025 2603941 29 113 gi| 219857266 
strain 177 16S ribosomal RNA, partial sequence 2602614 26041 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
334400 Bacteria_16S 2605579 2605495 29 its gi| 219857265 
strain P925 16S ribosomal RNA, partial sequence 2604168 26056 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
334400 Bacteria_16S 2608707 2608624 29 113 gi| 219857263 


ref|NR_024898.1 


Mannheimia. 
NR_024897.1 


eae; 
ref 


Mannheimia. 
NR_024896.1 


eae; 
ref 


eae; Mannheimia. 


Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


ref|NR_024894.1 


Neptunomonas 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 


334400 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


334400 Bacteria_16S 


strain Se-1 16S r 
Deinococcus-Therm 


334400 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


334400 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


334400 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


334400 Bacteria_16S 


strain SM2-1 16S 


Proteobacteria; G 


334400 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


334400 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 


334400 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


334400 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


334400 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


334400 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


334400 Bacteria_16S 


multiglobuliferum 
multiglobuliferum 


2621122 2621038 29 113 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2630289 2630205 30 113 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; 

2642443 2642367 36 


Thermaceae; 
112 gi 


eltaproteobacteria; Desulfobacterales; 
2648631 2648547 29 i143 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


2717499 2717415 29 113 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2734287 2734203 29 113 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2735777 2735693 29 113 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2737267 2737183 29 113 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


gi 


2741624 2741540 29 113 
S ribosomal RNA, partial sequence 


gi 


2816648 2816564 29 113 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2856393 2856309 29 113 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2859506 2859422 29 113 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2865624 2865540 29 113 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


2935919 2935835 29 113 gi 
strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


334400 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; G 
334400 Bacteria 
strain JCM1235 16 
Proteobacteria; G 
334400 Bacteria 
strain JCM1237 
Proteobacteria; 
334400 Bacteria_ 
strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


6 
G 


334400 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


334400 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


334400 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


_168 


16S 


16S 


teria; 


mal RNA, partial sequence 
ci; 
334400 Bacteria_16S 
strain HN3-7 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


2948117 2948033 29 113 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2949607 2949523 29 113 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2951095 2951011 29 113 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2954094 2954010 29 113 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2961505 2961421 29 

al RNA, partial sequence 
ia; Alteromonadales; Colwelliaceae; Co 
2973764 2973680 29 113 gi 
ain DSM 50332 16S ribosomal RNA, parti 
Proteobacteria; Gammaproteobact 


113 gi 


3019332 3019248 30 113 


gi 


Thermus. 
113 


Thermales; Thermaceae; 
3020856 3020772 30 


gi 


2716108 27 


2732909 27 


ammaproteobacteria; Alteromonadales; Alt 
334400 Bacteria_16S 


219857252 


E 
219857239 


2628913 26303 


Thermus. 
219857230 


6S ribosomal RNA, partial sequence 2641027 26425 
esulfoba 


D 
219857226 
quence 


v 


219857177 
175 
olwelli 
219857165 
343 
hewanel 
219857164 
quence 

ria; Al 
219857163 
equence 
teria; 


219857160 


2740223 27416 
eromonad 


219856913 
equence 
ia; 


’ 


219856887 
28549 
Enterobac 
219856885 
28581 
nadales; 
219856881 
sequence 
a; 


219856833 
ar 
bacteria; 

219856825 


2946729 29481 


Enterobac 
219856824 


2948221 29496 


Enterobac 
219856823 


2949709 29511 


Enterobac 
219856821 


2952708 29541 


Enterobac 


219856816 


2960112 2961625 Colwe 


lwellia. 

219846941 
al sequenc 
eria; Pseu 


219846911 


3017969 3019430 Thermus o 


219846910 


Deinococci; Thermales; Thermaceae; 


Thermus. 


26197 
nterobac 


Thiotric 


ace 


lac 


ter 


Alt 


Pseudo: 


P 


Sphingo 


tial seq 


ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024867.1 


ref |NR_024858.1 
cteraceae; Desul 
ref|NR_024854.1 

2647248 264867 
hales; Piscirick 
ref|NR_024805.1 
Colwellia. 
NR_024793.1 


ae; 
ref 


eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; She 
ref|NR_024791.1 
2735889 273732 
eromonadales; Sh 
ref|NR_024788.1 
aceae; Agarivora 
ref |NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref |NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024700.1 
2864276 286573 
monadales; Sphin 


ref 
uenc 
Ocea 
ref 


NR_024652.1 
e 293453 
nospirillale 
NR_024644.1 


teriaceae; Serra 
ref|NR_024643.1 
58 Enterobacter 
teriaceae; Enter 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref |NR_024640.1 
29 Enterobacter 
teriaceae; Enter 
ref 
llia 


NR_024635.1 
maris Bacte 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref|NR_026503.1 


shimai Bacte 


wanellaceae; 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Desulfocella halophila 


73 Desulfocella halophila Bacteria; 


focella. 
Thiomicrospira 

1 Thiomicrospira 

ettsiaceae; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 
ewanellaceae; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Pseudomonas 

8 Pseudomonas 

omonadaceae; 


Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Sphingomonas 

8 Sphingomonas 

gomonadaceae; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 
Colwellia maris strain 
ria; Proteobacteria; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Thermus oshimai strain 
ria; Deinococcus- 


ref |NR_026502.1 


Thermus antranikianii 


3019481 3020955 Thermus antranikianii Bacteria; 


334400 Bacteria_16S 


strain RF-4 16S r 


Deinococcus-Thermus; 
334400 Bacteria_16S 
train 0554 16S ribosomal RNA, 
dextrinosolvens Bacteria; 


dextrinosolvens s 


Succinivibrio. 


334400 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


mechernichensis s 


mechernichensis Bacteria; 
334400 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


334400 Bacteria_16S 
strain N2 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
334400 Bacteria_16S 
strain N1 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
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strain DSM 12081 


Proteobacteria; B 


334400 Bacteria_16S 


methylovorum stra 
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Hyphomicrobium. 


334400 Bacteria_16S 


pontiacus ChLG-10 
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Proteobacteria; G 


334400 Bacteria_16S 
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Firmicutes; Clost 


334400 Bacteria_16S 
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Proteobacteria; G 


wasabiae strain S 
Bacteria; Proteob 


3022378 3022294 30 


Deinococci; 
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Proteobacteria; 
3063495 3063411 29 
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RNA, 
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RNA, 
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in DSM 
eria; 
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acteria; 
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3228071 3227987 29 
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3538535 3538459 36 
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3557127 3557043 29 
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3658818 3658734 29 


eria; Proteobacteria; 


3668048 3667964 29 


3669554 3669470 29 


3672568 3672484 29 


3674076 3673992 29 


ibosomal RNA, partial sequence 
Thermales; 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
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complete sequence 
Rhodobacterales; 


complete sequence 
Rhodobacterales; 


bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
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osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
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113 
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113 


osomal RNA, partial sequence 
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ibosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; Thermobrac 
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ammaproteobacteria; Alteromonadales; Shewanellac 
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3108566 31099 

Rhodobacter 
219846846 
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gi 
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R 
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gi 


gi 
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gi 
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gi 
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ref|NR_026476.1 
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romonadales; Suc 
ref|NR_026474.1 
; Thauera. 
ref|NR_026473.1 

3060645 306213 
docyclales; 
ref|NR_026472.1 

3062186 306360 
Rho 
ref|NR_026442.1 
aceae; Rhodovulu 
ref|NR_026441.1 


aceae; Rhodovulu 
ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


w 


ref |NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref |NR_026361.1 


ibrio. 
ref |NR_026352.1 
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ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026153.1 


; Thauera. 
ref|NR_026143.1 
44 Bacillus 


ref|NR_026130.1 
47 Zoogloea 
; Zoogloea. 
ref|NR_026123.1 


ibrio. 
NR_026058.1 
3657404 365891 
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ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026049.1 


teriaceae; Erwin 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 


gi|219846455 


Rhodocyclaceae; 


Shewanellaceae; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 
5 Thauera 
Thauera. 
Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Sulfitobacter 

obacter pontiacus 
Sulfitobacter. 
Roseovarius tolerans 

arius tolerans Bacteria; 

us. 

Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Shewanella benthica 
ella benthica Bacteria; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Zoogloea ramigera 


ramigera Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Shewanella 
0 Shewanella 
Shewanella. 
Brenneria salicis 
ria salicis ATCC 15712 
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Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
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acterium wasabiae 
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ref|NR_026046.1 
367270 


Pectobacterium 
4 3674161 Pectobacterium 


betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Pectobacterium. 


334400 Bacteria_16S 3683178 3683094 29 113 gi| 219846449 |ref|NR_026040.1| Octadecabacter 
arcticus strain 238 16S ribosomal RNA, partial sequence 3681864 3683252 Octadecabacter arcticus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 
334400 Bacteria_16S 3696766 3696682 29 113 gi| 219846439 |ref|NR_026030.1| Actinobacillus 
porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

334400 Bacteria_16S 3774345 3774261 28 112 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
334400 Bacteria_16S 3796996 3796912 29 113 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

334400 Bacteria_16S 3810586 3810502 29 113 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

334400 Bacteria_16S 3813741 3813657 29 113 gi|219846354|ref|NR_025945.1| Aeromonas 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 

334400 Bacteria_16S 3824486 3824402 29 113 gi| 219846347 |ref|NR_025938.1| Haemophilus 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Haemophilus. 

334400 Bacteria_16S 3839511 3839427 29 113 gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
334400 Bacteria_16S 3856167 3856083 29 113 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

334400 Bacteria_16S 3877535 3877451 30 113 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

334400 Bacteria_16S 3879055 3878971 30 113 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

334400 Bacteria_16S 3880591 3880519 34 106 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

334400 Bacteria_16S 3914300 3914216 29 113 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

334400 Bacteria_16S 3951701 3951617 29 113 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

334400 Bacteria_16S 3953259 3953175 29 113 gi|219846257|ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

334400 Bacteria_16S 3954715 3954631 29 113 gi| 219846256 |ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

334400 Bacteria_16S 3956152 3956068 29 113 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

334400 Bacteria_16S 4003440 4003356 29 113 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

334400 Bacteria_16S 4021569 4021485 29 113 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

334400 Bacteria_16S 4029152 4029068 29 113 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

334400 Bacteria_16S 4038352 4038272 33 113 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

334400 Bacteria_16S 4045875 4045791 29 113 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

334400 Bacteria_16S 4047407 4047323 29 113 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
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334400 Bacteria_16S 
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334400 Bacteria_16S 
methylohalidivorans strain MB2 16S ribosomal RNA, partial 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria 


Leisingera. 


334400 Bacteria_16S 
strain F2R9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
334400 Bacteria_16S 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequenc 
aminovalericum Bacteria; 
334400 Bacteria_16S 
strain KS 0043 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
334400 Bacteria_16S 
strain 2678 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 


group. 


334400 Bacteria_16S 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 


fever group. 


334400 Bacteria_16S 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 
Alphaproteobacteria; 
334400 Bacteria_16S 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Pseudovibrio. 


334400 Bacteria_16S 
lavamentivorans strain DS-1 16S ribosomal RNA, 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Parvibaculum. 


334400 Bacteria_16S 
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334400 Bacteria_16S 
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gi| 265678850 
314818 31623 
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cateniformis Bact 
Coprobacillus. 


334400 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


334400 Bacteria_16S 


strain 4-87 16S r 


B 
334400 Bacteria_16S 
strain R 16S ribo 
Proteobacteria; Alphapro 


tes; Clostridia; Clostridiales; Eubact 
1377043 1376960 30 113 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1420513 1420436 36 113 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1552491 1552408 30 113 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1850697 1850610 27 113 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


ol 


1896568 1896485 29 112 


gi 
eltaproteobacteria; Desulfobacterales; 
2094457 2094370 27 113 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


se 
te 


2305365 2305282 30 113 
ribosomal RNA, partial sequence 


gi 


224581445 
1419106 14206 


219857243 
en 
ri 

219878302 
eq 
ia 


219878267 
6S ribosomal RNA, partial sequence 1895145 18966 
D 
219878126 


219857526 
2303983 23054 


Eubacterium. 
ref |NR_027567.1 

65 1377116 Polaro 
deriales; Comamonadacea 
ref|NR_027227.1 


13756 


ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


ce 15511 
ales; Aq 


uence 
Xantho: 


’ 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025265.1 

2093069 209454 
thomonadales; Xa 


esulfoba 


quence 
ria; Xan 


ref|NR_025114.1 


etaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 
2316007 2315924 30 113 gi|219857519|ref|NR_025107.1 
16S ribosomal RNA, partial sequence 2314634 2316097 Comamo 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
2353688 2353605 30 113 gi|219857492|ref|NR_025080.1 
ain 123 16S ribosomal RNA, partial sequence 2352316 235375 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
2525079 2524996 29 112 gi|219857361|ref|NR_024949.1 
ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea 
eltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfo 
2534186 2534103 29 112 gi| 219857355 |ref|NR_024943.1 
ribosomal RNA, partial sequence 2532800 2534256 Peredibacter 
eltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Pered 
2818194 2818111 29 112 gi|219856912|ref|NR_024733.1 
in JCM 10604 16S ribosomal RNA, partial sequence 2816799 281828 
eria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelo 
3014895 3014812 30 113 gi|219846914|ref|NR_026506.1 


ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3073862 3073787 38 113 gi 
ibosomal RNA, partial sequence 


ma. 


3013492 30150 


219846873 
3072467 3073861 Balneatrix alpica Bacteria; 


monadaceae; Acidovorax. 


e: 


952497 952414 30 113 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
bosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

954048 953965 30 113 gi|265678410|ref|NR_028712.1| Simplicispira 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

955608 955525 30 113 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
6S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

1130320 1130237 29 112 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
somal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 

teobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

1143957 1143874 29 112 gi|253680761|ref|NR_028009.1| Pannonibacter 
in C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

1166686 1166603 29 112 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
somal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

1269388 1269302 26 112 gi|219846421|ref|NR_026012.1| Desulfuromonas 
rain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 

1303847 1303764 29 112 gi|219846514|ref|NR_026106.1| Eubacterium 


66 Eubacterium cellulosolvens 6 


Polaromonas 

monas naphthalenivorans 
Polaromonas. 

Bacillus infernus 


v 


13 Bacillus infernus Bacteria; 


Aquabacterium 
cterium citratiphilum 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Desulfotalea arctica 


arctica Bacteria; 


talea. 
Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Coprobacillus 

3 Coprobacillus 

trichaceae; 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


ref |NR_026465.1 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 


Balneatrix alpica 


334400 Bacteria_16S 


strain A901/1 16S 


radiophilus strai 
radiophilus Bacte 


334400 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


334400 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


334400 Bacteria_16S 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 


334400 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


334400 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


334400 Bacteria_16S 


strain RB 16S rib 


ria; 


ain DSM 20540 
teria; 


s strain S411 
s Bacteria; 
m 


ed fever group. 


acteria; 


osomal RNA, partial 


3135400 3135317 29 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
334400 Bacteria_16S 3167360 3167277 29 
n DSM 20551 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
3170392 3170309 29 
16S ribosomal 
Deinococcus-Thermus; 
3634359 3634276 30 

16S ribosomal 
Proteobacteria; 


3680246 3680163 29 
ain Mcl6 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobacteria; 


3695321 3695246 38 
6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pasteurellaceae. 
3772875 3772785 23 
train H2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


3781966 3781883 29 


112 gi 


112 gi 


Deinococci; 
112 gi 


A132 gi 


112 gi 


113 gi 


113 gi 


112 gi 


sequence 


3134094 31355 


RNA, partial 
Deinococci 


RNA, partial 


Gammaproteobacteria; 


partial sequence 


3780594 37820 


219846832 


219846810 


219846808 


219846483 


219846451 


219846441 


219846383 


219846376 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


fever group. 


334400 Bacteria_16S 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 


334400 Bacteria_16S 


strain ATCC VR-61 
Bacteria; Proteob 
spotted fever gro 


334400 Bacteria_16S 


strain Mtul 16S r 


ed fever group. 


up. 


3847110 3847027 29 
in 3-7-6 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacteria; 


3848600 3848517 29 
1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 


3850090 3850007 29 
ibosomal RNA, partial sequence 


112 gi 


112 


gi 


112 gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


334400 Bacteria_16S 


strain OCh 254 16 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteracea 
334400 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


334400 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


334400 Bacteria_16S 


strain 25-4 16S r 
Proteobacteria; G 


334400 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


334400 Bacteria_16S 


strain V2 16S rib 
Proteobacteria; A 


334400 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


334400 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


334400 Bacteria_16S 
strain BCH 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


ammaproteobacteria; 


in Gerl. 236/81 16S 
eria; 


8856 8778 

osomal RNA, partial 
lphaproteobacteria; 
214446 214348 
osomal RNA, partial 
ammaproteobacteria; 
234058 233976 


598241 598163 


ammaproteobacteria; 


334400 Bacteria_16S 


672700 672619 


3900695 3900612 29 
S ribosomal RNA, partial sequence 


3963714 3963631 30 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
3971135 3971064 41 
WS 68 16S ribosomal RNA, partial sequence 39698 
acteria; Alphaproteobacteria; 
4000472 4000385 27 
ibosomal RNA, partial sequence 


4124465 4124382 30 


Proteobacteria; 


n 2.4.1 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


complete sequence 
Rickettsi 


Rickettsiales; 


3848728 38501 


3962329 39637 


219846331 


219846330 


219846329 


kettsiaceae; 


ref 
01 Paracoccus alkenifer Bacteria; 


ref 


w 


165996 316746 
Deinococcales; 
ref 
sequence 3169032 317049 
; Deinococcales; 
ref 
sequence 3633011 363447 
Aer 


ref 
3678896 368032 
Ricketts 


ref 
20 Pasteurella aerogenes Bacteria; 


ref 
3771473 377289 
Desulf 


ref 
84 Rickettsia honei Bacteria; 
Rickettsieae; 


ref 
3845748 384718 


ref 
3847238 3848677 Ricket 
Rickett 


ref 
67 Rickettsia massiliae Bacteria; 
Rickettsieae; 


NR_026424.1 


Paracoccu 
NR_026402.1 


Deinococcac 
NR_026400.1 


Deinococc 
NR_026075.1 


omonadales; 
NR_026042.1 
Ricke 


iales; 


NR_026032.1 


NR_025974.1 
uromonadales 


NR_025967.1 


NR_025921.1 
ales; Ricket 
NR_025920.1 
siaceae; Ric 


NR_025919.1 


Rhodoferax. 


Paracoccus alkenifer 


Ss. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Anaerobiospirillum 

8 Anaerobiospirillum 

Succinivibrionaceae; 


Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Pasteurella aerogenes 
Geobacter 
0 Geobacter 
; Geobacteraceae; 
Rickettsia honei 
Rickettsia; spotted 
Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 
Rickettsia montanensis 
tsia montanensis 
kettsieae; Rickettsia; 
Rickettsia massiliae 


Rickettsia; spotted 


112 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
3899350 3900743 Roseibium denhamense Bacteria; 
e; Roseibium. 
113 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


112 gi|219846245|ref|NR_025835.1| Rhodothalassium 
17 3971134 Rhodothalassium salexigens 
Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
113 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
3999120 4000501 Silanimonas lenta Bacteria; 
Xanthomonadales; Xanthomonadaceae; Silanimonas. 
113 gi|219846134|ref|NR_025724.1| Volucribacter 
ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
29 107 gi| 265679058 |ref|NR_029366.1| Bartonella grahamii 
sequence 7488 8910 Bartonella grahamii Bacteria; 
Rhizobiales; Bartonellaceae; Bartonella. 
15 113 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
sequence 213019 214484 Marinomonas vaga Bacteria; 
Oceanospirillales; Marinomonas. 
31 LT3 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
232719 234184 Rhodobacter 
Rhodobacterales; Rhodobacteraceae; 
35 113 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
596871 598240 Thiobaca trueperi Bacteria; 
Chromatiales; Chromatiaceae; Thiobaca. 
31 113 gi|265678601|ref|NR_028906.1| Pseudomonas 


frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


334400 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


334400 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


334400 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


334400 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


334400 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


334400 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


334400 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


334400 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


334400 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


334400 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


334400 Bacteria_16S 


ATcC 700122 16S r 
Actinobacteria; C 


334400 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


334400 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


334400 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


334400 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


334400 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


334400 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


334400 Bacteria_16S 


parapertussis str 
parapertussis Bac 


334400 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


334400 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


334400 Bacteria_16S 


strain 653 16S ri 
Firmicutes; Clost 


osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacterial 
1237775 1237693 30 112 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1290337 1290267 36 106 gi 
6S ribosomal RNA, 
oriobacteridae; 


en 
sp 


Coriob 


gi 


Coriobacteriales; 
1511667 1511597 43 113 

GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1652583 1652505 36 113 gi 
s strain LMG 17892 16S ribosomal RNA, 

s Bacteria; Firmicutes; Bacillales; Ba 
1769922 1769836 28 113 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
1865777 1865679 15 113 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


e 
oc 


pa 


ci 


ti 


s 
a; 


1904023 1903945 36 113 
bosomal RNA, partial sequence 

bacillales; Aerococcaceae; Facklamia. 
2520505 2520435 36 106 gi 
ibosomal RNA, partial sequence 

oriobacteridae; Coriobacteriales; 
2677083 2676997 28 113 

ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2719027 2718945 30 112 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


gi 


Coriob 


gi 
ti 


al 
ct 


2756401 2756323 36 113 gi 
ToBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2972249 2972165 29 113 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


ne 
er 


s 
ri 


3162802 3162720 31 113 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


eq 
ri 


3323560 3323490 36 106 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3806068 3805984 29 113 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3836449 3836351 15 113 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


al 
er 


ue 
ri 


H 


1207714 12091 
219878251 
219846501 
complete sequence 1289055 12904 
219846273 
219878441 
219878358 


1768558 17700 


219878291 


219878261 
1902626 19040 


219857364 
2519150 25206 


219857205 
2675717 26771 


219857176 


219857149 


219846942 


219846814 


219846704 


219846359 


219846338 
3835060 38365 


es; Coriobac 
ref 
ce 12363 
iraceae; Par 
ref 
acterineae; 
ref 
sequence 
caceae; Abio 
ref 
quen 
Bac 


ref 


rtial se 
llaceae; 


liaceae; Nau 


equence 


Oceanospiri 


ref 


ref 


acterineae; 


ref 


Leb 
ref 


liaceae; 


sequenc 
eria; Burkho 
ref 
e 27549 
ales; Thermo 
ref 
equence 
a; Pseudomon 


ref 


Ww 


uence 
a; Rhodobact 
ref 
sequenc 
obacterales; 
ref 
nce 
a; 


Burkholde 


ref 


alomonadacea 


3932779 3932709 43 113 gi 
IFU 12706 16S ribosomal RNA, complete 
Firmicutes; Lactobacillales; Carnoba 
27131 27054 29 106 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


se 
ct 


v 


cl 


334400 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


31758 31681 36 113 gi 
S ribosomal RNA, partial sequence 


bacillales; Aerococcaceae; Facklamia. 


219846272 


265679046 


25762 


265679043 
30363 


ref 
quence 
eriaceae 


7 Gr 
ref 
27159 


ostridium. 


92 1237878 Paras 


1510256 15116 


1864353 18658 


e 2717632 27191 


90 2756495 Therma 


2970861 29723 


161511 31629 


e 3322195 33236 


3804660 38061 


3931373 39327 


terineae; Co 
NR_025390.1 
Pp 
asporobacter 


NR_026093.1 


Coriobacteri 
NR_025863.1 
6 
trophia. 
NR_025580.1 
ce 165119 
illus. 
NR_025497.1 


tilia. 
NR_025430.1 
8 
° 


llales; Hal 


NR_025400.1 


NR_024952.1 


Coriobacteri 
NR_024833.1 


etimonas. 
NR_024804.1 
0 
lderiales; O 
NR_024777.1 


anaerobacter 
NR_026534.1 
2 
adales; Pseu 
NR_026406.1 
1 
erales; Rhod 
NR_026296.1 
7 
Thermoanaer 
NR_025950.1 
2 
riales; Alca 
NR_025928.1 


e; Halomona 
NR_025862.1 
7 
anulicatell 
NR_029354.1 


o@ 


ref 
31864 


773449 773371 36 113 gi|265678531|ref|NR_028835.1| Atopostipes 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 
921518 921448 36 106 gi|265678431|ref|NR_028733.1| Slackia 
s strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
s Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
; Slackia. 
1209079 1209009 36 106 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Bacillus 
2 1652677 Bacillus 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Thermanaeromonas 

naeromonas toyohensis 

aceae; Thermanaeromonas. 
Pseudomonas 

5 Pseudomonas 

domonadaceae; 


Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Bordetella 

3 Bordetella 
ligenaceae; Bordetella. 
Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
s. 


Granulicatella 
8 Granulicatella 


Clostridium roseum 


Clostridium roseum Bacteria; 


NR_029351.1 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


334400 Bacteria_16S 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


334400 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; 


strain Y6 16S rib 
Proteobacteria; 


strain 58/1971 16 
Firmicutes; Bacil 


334400 Bacteria_16S 


dassonvillei subs 


G 
334400 Bacteria_16S 


G 
334400 Bacteria_16S 


43658 43589 40 108 gi 
strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 


p- dassonvillei strain IMRU 509 16S ri 


265679035 
partial s 
idae; Acti 


60478 60393 29 113 gi| 265679024 
bosomal RNA, partial sequence 59080 60579 
ammaproteobacteria; Xanthomonadales; Xanthomonad 

62026 61941 29 113 gi| 265679023 
osomal RNA, partial sequence 60630 62129 
ammaproteobacteria; Xanthomonadales; Xanthomonad 

81402 81325 36 113 gi| 265679010 
S ribosomal RNA, partial sequence 80045 81448 
lales; Listeriaceae; Listeria. 

85944 85875 40 108 gi| 265679006 


bosomal RN. 


ref 
eque 
nomy 


NR_029343.1 
nce 42294 
cetales; Str 


ref|NR_029332.1 


Nocardiopsis 
43754 
eptosporangineae; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


acea 
ref 


e; Xanthomon 
NR_029331.1 


as. 


Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


acea 
ref 


e; Xanthomon 
NR_029318.1 


as. 
Listeria innocua 


Listeria innocua Bacteria; 


ref 
A, Pp 


NR_029314.1 
artial seque 


Nocardiopsis 
nce 84580 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


334400 Bacteria_16S 


intestinale strai 
intestinale Bacte 


334400 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


334400 Bacteria_16S 


strain Benl02 16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


334400 Bacteria_16S 


polysaccharolytic 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


334400 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


334400 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


334400 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


334400 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


334400 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


334400 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


334400 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


334400 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


334400 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


334400 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


334400 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


334400 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


334400 Bacteria_16S 


Streptosporangineae; Nocardiopsaceae; 
162245 162168 29 106 gi 
n Catt39 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
211290 211213 29 106 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
251150 251069 31 112 gi 
ribosomal RNA, partial sequence 


254107 254026 31 112 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


270548 270467 25 106 gi 
um strain KMTHCJT 16S ribosomal RNA, p 


rales; Thermoanaerobacterales Family I 
282647 282574 33 106 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
303919 303834 28 113 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


376518 376441 36 113 gi 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 

393470 393393 36 113 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 

396453 396376 36 113 gi 


n 28-1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Tenuibac 
433614 433537 36 113 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
610400 610323 36 113 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 
639371 639286 29 113 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
653056 652979 29 106 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
701405 701328 36 113 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
702892 702815 36 113 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
762675 762598 36 113 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 


Nocardiops 
265678955 
quence 

ales; Clos 
265678922 
1 sequence 
iales; Clo 
265678895 


249819 25124 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
334400 Bacteria_16S 


hodobacter 
265678893 
quence 

ia; Rhodob 


265678880 
artial seq 


II. Incert 
265678872 


281272 28276 


Eubacteriu 
265678858 


302503 30397 


elotrichac 
265678804 
sequence 
cillaceae; 
265678793 
sequence 
illaceae; 
265678791 
ence 39505 
illus. 
265678766 
ence 43219 
nibacillus 
265678645 
1 sequence 
ccaceae; P 
265678625 
ence 63798 
nadales; X 
265678615 


651676 65311 


Clostridiu 
265678582 


699985 70142 


265678581 


701473 70290 


265678538 
quence 
illaceae; 


798025 797948 36 113 gi 


mM. 


mM. 


Paen 


is. 
ref |NR_029263.1 

160899 162283 
tridiaceae; Clos 
ref |NR_029230.1 

209908 211410 
stridiaceae; Clo 
ref |NR_029203.1 


Clostridium 
Clostridium 
tridium. 
Clostridium 
Clostridium 
stridium. 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


aceae; Amaricocc 
ref|NR_029201.1 

252777 254201 
acterales; Rhodo 


ref 
uenc 


NR_029186.1 
e 269183 


ae S 
ref 


edis; Thermo 
NR_029178.1 


us. 


Amaricoccus 
Amaricoccus 


bacteraceae; 


Thermoanaerobacterium 


270620 


anaerobacterium. 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


ref |NR_029164.1 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


eae. 
ref|NR_029109.1 

375101 376646 
Paenibacillus. 
ref|NR_029098.1 

392074 393575 
Paenibacillus. 
ref|NR_029096.1 
0 396528 Tenuib 


ref|NR_029071.1 
6 433742 Paenib 
ref|NR_028950.1 
609006 610485 
lanomicrobium. 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028920.1 


Paenibacillus 
Paenibacillus 


Paenibacillus 
Paenibacillus 


Tenuibacillus 
acillus multivorans 


Paenibacillus 
acillus favisporus 


Planomicrobium 
Planomicrobium 


Stenotrophomonas 


rophomonas rhizophila 


Stenotrophomonas. 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


ref |NR_028887.1 
2 Paenibacillus 


ref|NR_028886.1 
9 Paenibacillus 


ref |NR_028842.1 
761257 762788 
ibacillus. 


265678514 


Paenibacillus odorifer 


odorifer Bacteria; 


Paenibacillus graminis 


graminis Bacteria; 


Paenibacillus 
Paenibacillus 


ref |NR_028817.1 


Paenibacillus 


naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


Nocardiopsis 


86040 


334400 Bacteria_ 
ingluviei strain 
Bacteria; 
334400 Bacteria_ 
strain OS Hl 16S 
Firmicutes; 
334400 Bacteria_ 
strain CFBP 4188 
Proteobacteria; 

334400 Bacteria_ 
koreensis strain 
Bacteria; 
334400 Bacteria_ 
strain BT-H1 16S 
Firmicutes; 
334400 Bacteria_ 


hydrothermalis st 
hydrothermalis Ba 


334400 Bacteria_ 


acidiphilus strai 
acidiphilus Bacte 


334400 Bacteria_ 


strain ES10.1 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 


334400 Bacteria_ 


1279 16S ribosoma 
Deinococcus-Thermus; 


334400 Bacteria_ 


strain 01-570-1 1 
Lacto 


Firmicutes; 
334400 Bacteria_ 
pv. 


pv. 
Xanthomonas. 

334400 Bacteria_ 
strain s840-96-2 
Firmicutes; 
334400 Bacteria_ 


antibioticus stra 
antibioticus Bact 


Lysobacter. 
334400 Bacteria_ 


ferrooxidans stra 
Bacteria; Nitrosp 
334400 Bacteria_16S 
antarcticus strai 
Firmicu 
334400 Bacteria_16S 


Bacteria; 
profundus strain 
Bacteria; 
Bacteria; 


strain LMG 22166 
Firmicutes; Bacil 


334400 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


334400 Bacteria_16S 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


strain R-13291 16 
Proteobacteria; 


strain R-10289 16 
Proteobacteria; 


Firmicu 


Clost 


G 


Firmicu 


Clost 


juglandis str 
juglandis Bac 


Clost 


Deinoco 
334400 Bacteria_16S 
milosensis strain 
Firmicu 
334400 Bacteria_16S 


G 
334400 Bacteria_16S 


G 
334400 Bacteria_16S 


16S 808847 808763 29 113 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; Lactobacillaceae 
16S 851262 851185 36 113 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
16S 868143 868058 29 113 gi 


ammaproteobacteria; Xanthomonadales; xX 


16S 899852 899775 36 113 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
16S 940027 939950 36 113 gi 


ribosomal RNA, 
ridia; 
16S 


complete sequence 

Clostridiales; Heliobacteriacea 
1061026 1060941 29 113 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
16S 1064094 1064017 36 113 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
16S 1131809 1131740 40 108 gi 
ribosomal RNA, partial sequence 


Stre 


16S 1159020 1158935 29 gi 
1 RNA, partial sequence 
Deinococci; Thermales; 


1221007 1220930 36 


113 


Thermaceae; 


168 113 gi 


bacillales; Carnobacteriaceae; Allofus 


849874 85135 
Heliore 


16S ribosomal RNA, partial sequence 866725 86827 
anthomonad 


938639 94015 


1130448 11319 


1157686 1159115 Meiot 


6S ribosomal RNA, partial sequence 1219617 12211 


e; 
265678467 


265678445 
nce 89842 
nibacillus 
265678419 


e; Heliore 
265678337 
uence 

i; Thermal 
265678335 
uence 

acillaceae 
253680769 


ptosporang 
228721491 


219878362 


tis. 


16S 1312940 1312855 29 113 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 
16S 1419020 1418943 29 106 gi 
ridia; Clostridiales; Clostridiales Fa 
16S 1429835 1429750 29 113 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
16S 1432919 1432842 36 113 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1435976 1435899 36 113 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1437529 1437444 29 113 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1442187 1442110 36 113 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1584016 1583939 36 113 gi 


Viridibacillus. 
113 gi 


lales; Planococcaceae; 


1585571 1585494 36 


lales; Planococcaceae; Viridibacillus. 
1640347 1640278 40 108 gi 
ribosomal RNA, partial sequence 
Stre 
1654124 1654039 29 113 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1655671 1655586 29 113 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


1661824 1661747 36 113 gi 


16S ribosomal RNA, partial sequence 1417633 1 
mily X 


ence 1 


e 


ence 14407 


16S ribosomal RNA, partial sequence 1582619 15841 


16S ribosomal RNA, partial sequence 1584175 15856 


1638983 16404 


pt 


1652728 16542 
an 


1654275 16557 
an 


228721465 
sequence 
eria; Xant 


224581446 
4190 
Ley 
224581439 
sequence 

ria; Xanth 


224581434 
ence 14315 
eptospiril 
224581431 
4345 
nibaci 
224581430 
14361 
hermaceae; 
224581427 


llus. 
219878489 


219878488 


219878450 


osporang 
219878439 


thomonad 
219878438 


thomonad 
219878434 


Meiothermus. 


llus. 


265678507|ref|NR_028810.1| Lactobacillus 

e 807412 808917 Lactobacillus ingluviei 

; Lactobacillus. 

265678479|ref|NR_028782.1| Heliorestis baculata 


8 Heliorestis baculata Bacteria; 
stis. 
ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
aceae; Xanthomonas. 

ref|NR_028747.1| Paenibacillus 

7 899962 Paenibacillus koreensis 
ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 

stis 
ref 


NR_028639.1 
059624 106111 
es; Thermaceae; 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref|NR_028017.1 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Alicyclobacillus 
1 Alicyclobacillus 
us. 
Nocardiopsis exhalans 
04 Nocardiopsis exhalans Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_027614.1| Meiothermus ruber DSM 
hermus ruber DSM 1279 Bacteria; 


R 


ref|NR_025501.1| Allofustis seminis 
16 Allofustis seminis Bacteria; 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 
ref|NR_027228.1| Helcococcus ovis 
55 Helcococcus ovis Bacteria; 
ncertae Sedis; Helcococcus. 
ref|NR_027221.1] Lysobacter 
1428427 1429921 Lysobacter 
omonadales; Xanthomonadaceae; 


ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_027213.1 
76 1436085 Paenib 


Leptospirillum 
pirillum ferrooxidans 


Paenibacillus 
acillus antarcticus 


ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref |NR_027209.1 
88 1442278 Filoba 


Oceanithermus 
thermus profundus 


Filobacillus 
cillus milosensis 


ref|NR_025628.1| Viridibacillus arenosi 
24 Viridibacillus arenosi Bacteria; 


ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 
ref|NR_025589.1| Nocardiopsis aegyptia 
69 Nocardiopsis aegyptia Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025578.1| Thermomonas brevis 

24 Thermomonas brevis Bacteria; 

aceae; Thermomonas. 

ref|NR_025577.1| Thermomonas fusca 

71 Thermomonas fusca Bacteria; 

aceae; Thermomonas. 


macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 


ref|NR_025573.1| Sporosarcina 
1660434 1661916 Paenisporosarcina 


334400 Bacteria_16S 


strain SH1 16S ri 
Firmicutes; Clost 


334400 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


334400 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


334400 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


334400 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


334400 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


334400 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


334400 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


334400 Bacteria_16S 
16S ribosomal RNA, partial sequence 1890504 18919 


strain DSM 11713 
Firmicutes; Bacil 


334400 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


334400 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


334400 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


334400 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


334400 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


334400 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


334400 Bacteria_16S 


strain DSM 2665 1 
Proteobacteria; A 


334400 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


334400 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 


334400 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


334400 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


334400 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


334400 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


1707619 1707542 29 106 gi|219878403|ref|NR_025542.1] Clostridium diolis 
bosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

1744205 1744136 40 108 gi|219878378|ref|NR_025517.1| Nocardiopsis 

R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 

1778952 1778875 36 113 gi|219878351|ref|NR_025490.1| Paenibacillus 
ain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

1780502 1780425 36 113 gi|219878350|ref|NR_025489.1| Paenibacillus 
n DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
ria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

1801617 1801540 36 113 gi|219878335|ref|NR_025474.1| Paenibacillus 
IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

1815495 1815410 29 113 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
osomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

1877885 1877816 40 108 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
in DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsis. 

1881019 1880942 36 113 gi| 219878279 |ref|NR_025418.1| Propionispora 

FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
ia; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 
1891908 1891831 36 113 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 


tes; Bacillales; Paenibacillaceae; ni 


1943240 1943163 36 113 


Pae 
gi 


lales; Paenibacillaceae; Paenibacillus 
1970534 1970467 45 112 gi 
ain GSF71 16S ribosomal RNA, partial s 


teria; Proteobacteria; Alphaproteobact 


eq 
er 


1979746 1979669 36 113 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2013761 2013680 31 112 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2015221 2015140 31 112 gi 


gi 
ac 


al 
ri 


lphaproteobacteria; Rhodobacterales; H 
2033050 2032973 36 113 gi 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 

2042325 2042240 29 113 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


YP. 


en 
Al 


1 
te 
2043885 2043800 29 113 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


qu 
ct 


2045460 2045375 29 113 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; X 
2048588 2048511 36 113 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; 
2071551 2071474 36 113 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 


an 


Paenibacillus 


ue 
ci 


334400 Bacteria_16S 


lales; Bacillaceae; Bacillus. 

1893429 1893352 36 113 gi| 219878269 |ref|NR_025408.1 
train DSM 11706 16S ribosomal RNA, partial sequence 189204 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1915766 1915689 36 113 gi| 219878252 |ref|NR_025391.1 
n CM1 16S ribosomal RNA, partial sequence 1914361 1915860 Paenib 


219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878215 


219878209 


219878187 


219878186 


6S ribosomal RNA, partial sequence 2013915 20 


219878174 


219878167 


219878166 


219878165 


219878160 
2047168 20 


219878143 


bacillus. 


ref |NR_025372.1 
47 Paenibacillus 


ref |NR_025354.1 
1969231 197053 
ospirillales; Rh 


uence 
ia; Rhod 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 


19783 
terales; 


sequ 
a; Rh 


enc 
odo 


153 
ada 


ceae; Hyphomona 
ref|NR_025313.1 
81 2033165 Alicyc 
cillus. 
ref|NR_025306.1 

2040918 204243 
thomonadales; Xa 


homon 


ce 20 
icycl 


316 
oba 


seque 
ria; 


nce 
Xan 


ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


ence 


eria; Xa 


ref |NR_025304.1 
53 2045572 Luteim 
aceae; Luteimona 
ref |NR_025299.1 
07 Paenibacillus 


20 
thomo 


440 
nad 


487 


ref |NR_025282.1 
2070125 207167 
Thermobacillus. 


nce 
llaceae; 


2158033 2157964 40 108 gi 


219857630 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Paenibacillus 
acillus azoreducens 


Paenibacillus cookii 
cookii Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Hyphomonas 

4 Hyphomonas 

omonadaceae; Hyphomonas. 

Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Ss. 


Alicyclobacillus 
lobacillus hesperidum 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 
onas mephitis Bacteria; 
s. 

Paenibacillus borealis 
borealis Bacteria; 


Thermobacillus 
8 Thermobacillus 


ref|NR_025219.1 


Streptomonospora alba 


strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 


Streptosporangineae; Nocardiopsaceae; 


334400 Bacteria_16S 2185346 2185261 29 113 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

334400 Bacteria_16S 2194456 2194371 29 113 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

334400 Bacteria_16S 2226166 2226089 36 113 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

334400 Bacteria_16S 2227727 2227650 36 113 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

334400 Bacteria_16S 2262916 2262839 36 113 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

334400 Bacteria_16S 2270663 2270586 35 112 gi|219857553|ref|NR_025141.1| Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

334400 Bacteria_16S 2319001 2318916 29 113 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
334400 Bacteria_16S 2320593 2320508 29 113 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

334400 Bacteria_16S 2334165 2334096 40 108 gi| 219857507 |ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

334400 Bacteria_16S 2338537 2338460 36 113 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

334400 Bacteria_16S 2340086 2340009 36 113 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
334400 Bacteria_16S 2344639 2344570 40 108 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

334400 Bacteria_16S 2346196 2346119 36 113 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

334400 Bacteria_16S 2402289 2402220 40 108 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

334400 Bacteria_16S 2409972 2409903 40 108 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

334400 Bacteria_16S 2416211 2416134 36 113 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

334400 Bacteria_16S 2425454 2425369 29 113 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
334400 Bacteria_16S 2432787 2432710 36 113 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

334400 Bacteria_16S 2444985 2444908 36 113 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

334400 Bacteria_16S 2464607 2464530 29 106 gi| 219857407 |ref|NR_024995.1]| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

334400 Bacteria_16S 2511449 2511380 40 108 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
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4062330 4062261 40 108 gi 


gi 


gi 


Stre 
4083745 4083668 36 113 gi 
Firmicutes; Bacillales; Paenibacill 
4103181 4103104 36 113 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4106181 4106104 36 113 
S ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
4141266 4141181 29 113 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4161470 4161385 29 113 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4199444 4199367 36 113 gi 
KCTC 3748 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Paenibacill 
4217677 4217608 40 108 gi 
in 66/93 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 
14865 14781 29 113 gi 
strain B-38 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Gammaproteo 


a; 


gi 


107388 107316 36 108 gi 
Z-7288 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
209734 209662 34 106 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
314685 314613 34 106 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
342345 342261 29 113 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
379596 379512 29 113 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


334400 Bacteria_16S 


asymbiotica subsp 


Enterobacteriales 


401091 401007 29 113 gi 


Enterobacteriaceae; Photorhabdus. 


v 


Deltaproteobacteri 


rain R3 16S ribosomal RNA, partial seq 


RNA, par 


a; 


e; 


il 


1 
ca 


qu 
ct 


s 
oc 


16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 
2301083 16S ribosomal RNA, partial seq 


pt 


ue 
ac 


as 


la 


eq 
ac 


qu 


’ 


1 
ba 


ue 
ia 


id 


id 


ce 


ha 


ho 


219846386 
se 


219846352 
ue 
te 

219846342 
3829173 38306 
Heliobacteriacea 

219846292 
ti 


219846274 


219846253 


219846191 


219846178 


219846164 


219846151 


4101786 41 


219846149 
4104804 41063 


219846120 
eq 


219846107 
eq 
219846076 


219846063 


265679054 


265678991 


265678923 


265678851 


265678830 


265678802 


6S ribosomal RNA, partial sequence 378266 37969 


265678788 
australis strain 9802892 16S ribosomal RNA, partial sequence 
Photorhabdus asymbiotica subsp. 


ref 
quence 
Desulfovibr 
ref 
nce 
ria; 


Chromat 


ref 

Heliobacter 
ref 

nce 


Paen 
ref 


al seque 
laceae; 


sequence 
ceae; Pl 
ref 
ence 
obacillaceae 
ref 
equen 
cacea 


ce 
e; Plan 
ref 
624 
anginea 
ref 


ospor 


nce 
eae; niba 


ref 


Pae 


031 


ref 


ref 
4 
Spi 
ref 


uence 
matales; 


rs 


uence 
smatales 


La Sp 
ref 


rs 


uence 
eae; niba 


ref 


Pae 


ence 
Actinomyceta 
ref 
sequence 
cteria; Thio 
ref 
nce 
les; Halobac 
ref 
20835 
iaceae; Clos 
ref 
31331 
iaceae; Clos 
ref 
34093 
les; Pisciri 
ref 


dobacteracea 


3766971 37683 


3815400 38169 


3929851 39313 
anomicrobium. 


3957761 395924 


4042976 404443 


4082348 40838 


11 Paenibacillus 


139871 41413 


160075 41615 


198059 41995 


4216320 42177 


13461 


106000 10747 


5 209857 Clost 


5 314767 Clost 


6 342344 Hydro 


NR_025977.1 
8 
ionales; Des 
NR_025943.1 
0 
it 


iales; Halo 


NR_025932.1 


ium. 
NR_025882.1 
390383 
ibacillus. 
NR_025864.1 
2 


NR_025843.1 
; Sporolacto 
NR_025781.1 


ococcus. 
NR_025768.1 


e; Nocardiop 
NR_025754.1 
2 
cillus. 
NR_025741.1 


NR_025739.1 


NR_025710.1 
8 
roplasmatace 
NR_025697.1 
9 
iroplasmatac 
NR_025666.1 
1 
cillus. 
NR_025653.1 
7 
les; Strepto 
NR_029362.1 
14981 
trichales; F 
NR_029299.1 
1 
teroidaceae; 
NR_029231.1 
r 
tridium. 
NR_029157.1 
r 
tridium. 
NR_029135.1 
g 
ckettsiaceae 
NR_029107.1 


e; Oceanicol 


ref 


Halothiobacillaceae; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Halothiobacillus 
3 Halothiobacillus 


hiobacillaceae; 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Paenibacillus 
4 3905341 Paenibacillus 


Planomicrobium 
2 Planomicrobium 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 

Planococcus 
9 Planococcus 


Nocardiopsis salina 


36 Nocardiopsis salina Bacteria; 


saceae; Nocardiopsis. 
Paenibacillus 
2 Paenibacillus 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Paenibacillus 

0 Paenibacillus 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Clostridium sporogenes 
idium sporogenes 


Clostridium botulinum 
idium botulinum A 


Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Oceanicola batsensis 


v 


0 Oceanicola batsensis Bacteria; 


a. 


NR_029093.1 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


334400 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


334400 Bacteria_16S 


luminescens subsp 


luminescens subsp. 


Enterobacteriacea 


334400 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


334400 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


334400 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


334400 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


334400 Bacteria_16S 


histaminiformans 
histaminiformans 


334400 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


334400 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


334400 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


334400 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


334400 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


334400 Bacteria_16S 


DSM 14365 16S rib 
Bacteria; Proteob 


334400 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


334400 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


334400 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


334400 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


334400 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


334400 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


334400 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


m. 
334400 Bacteria_16S 


485611 485535 36 112 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 
519388 519304 29 113 gi 


es 


Photorhabdus. 

659037 658953 28 112 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
684657 684585 34 106 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
724080 723996 29 113 gi 
laumondii strain TTO1 16S ribosomal 
laumond 
Enterobacteriaceae; Photorhabdus. 
725663 725579 29 113 gi 
akhurstii strain FRGO4 16S ribosomal 
akhurst 
Enterobacteriaceae; Photorhabdus. 
736237 736153 28 112 
strain MR2 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; Clos 
755092 755008 29 113 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
858939 858863 36 112 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
901420 901336 29 113 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
1047452 1047376 36 112 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1207573 1207490 29 113 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1210617 1210533 28 112 gi 
osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1224059 1223983 30 106 gi 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1230155 1230071 29 113 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1276743 1276663 33 113 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1329860 1329776 28 112 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1520536 1520452 28 112 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1692235 1692151 29 113 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


e; 
gi 


v 


a 
gi 
partial se 


tr 


en 
ct 


ce 
ib 


e 
ha 


ue 
ce 


ri 


al 


Ca 


se 
ce 
ay 


ne 


H 


1 
oh 


1742661 1742577 29 113 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


qu 
A 


v 


1894982 1894906 36 112 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


eq 
a; 
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limnaeus strain A 


265678728 
ete sequen 


Spiroc 


, 


265678706 
» kayaii strain 1121 16S ribosomal RNA, complete 
kayaii Bacteria; Proteobacteria; Gammaproteoba 


265678610 
657665 65912 
Anaerosti 
265678593 
683287 68472 
Clostridiu 
265678566 
RNA, parti 
ii Bacteria; Proteobacteria; Gammaproteobacteria; 


265678565 
RNA, part 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 


265678558 


quence 
idiales; 


265678543 


ce 75371 
eriales; 


265678473 


85752 
rionales 


265678444 


90001 
les; Pis 


265678347 


nce 


ae; Cera 


228715354 


12061 
chales; 


228715350 
1209193 12106 


es; Nann 


219878346 
1222664 12241 


minicell 


219878280 
1228770 12302 


udomonad 


219846179 


12753 
illales; 


219846090 


13284 
llaceae; 


219857617 
1519166 15206 


espellia 


219878413 


sequence 
a; Pseud 


219878379 


ence 
eromonad 


219878268 


uence 
Desulfo 


1905404 1905320 29 113 gi 
26 16S ribosomal RNA, partial sequence 


219878260 


ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref|NR_029011.1 
sequence 517982 
cteria; Enteroba 


ref|NR_028915.1 
0 Anaerostipes 
pes. 
ref|NR_028898.1 
m. 

ref 
als 


NR_028870.1 
equence 


ref 
ial 


NR_028869.1 
sequence 


ref |NR_028862.1 

734793 736329 
Veillonellaceae 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028649.1 

1046039 104752 
sibacillus. 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_027522.1 


tineae; Hali 
NR_025485.1 


ocys 
ref 


ae 
ref|NR_025419.1 
aceae; Cellvibri 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref |NR_025206.1 


ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref|NR_025518.1 
1741287 174278 
ales; Succinivib 


’ 


ref |NR_025407.1 
1893578 189509 
vibrionales; Des 


Spirochaeta 
Spirochaeta 
chaeta. 
Photorhabdus 
519496 Photorhabdus 
cteriales; 


Anaerostipes caccae 


caccae Bacteria; 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Photorhabdus 
722663 724202 


Photorhabdus 
724253 725774 


Allisonella 
Allisonella 
Allisonella. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Cerasibacillus 
2 Cerasibacillus 


’ 


, 


Catenibacterium 

bacterium mitsuokai DSM 

eae; Catenibacterium. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 

Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Dialister invisus DSM 
ter invisus DSM 15470 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


ref |NR_025399.1 


Thioalkalicoccus 


1904081 1905405 Thioalkalicoccus limnaeus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioalkalicoccus. 


334400 Bacteria_16S 


strain DSM 12838 
Proteobacteria; 


Firmicutes; 


Bacteria; 


Desulfovibrio. 


334400 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; 


strain NCIMB 8633 
Proteobacteria; 


strain 63287 16S 


aerophilum strain 
Bacteria; Proteob 


334400 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


334400 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


334400 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


334400 Bacteria_16S 


strain GY-1 16S r 


Deinococcus-Thermus; 
334400 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


334400 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


334400 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


334400 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


334400 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


334400 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


334400 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; 


apsheronum strain 
Bacteria; Proteob 


334400 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


334400 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


D 
334400 Bacteria_16S 
strain CK58 16S r 
Clost 
334400 Bacteria_16S 
macestii strain M 
Proteob 
334400 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


G 
334400 Bacteria_16S 


G 
334400 Bacteria_16S 


G 
334400 Bacteria_16S 


1934205 1934129 36 112 


gi 
eltaproteobacteria; Desulfovibrionales 
1973468 1973396 34 106 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1978178 1978102 36 112 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
2164041 2163965 36 112 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2171760 2171676 29 113 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2173311 2173227 29 113 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2300802 2300718 29 112 gi 
ribosomal RNA, partial sequence 


2356795 2356719 36 112 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 
2469333 2469249 29 113 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2570149 2570073 29 105 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2708630 2708546 29 112 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


3043716 3043640 36 112 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3139911 3139827 29 112 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; 
3141451 3141375 36 
mal RNA, partial sequence 
lales Family XI. 


gi 


Thermaceae; 
112 gi 


Gemel 
gi 


Incertae Sedis; 

3143010 3142934 36 112 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3243275 3243199 36 112 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


3303874 3303798 36 
6S ribosomal RNA, 
lales; 


112 gi 
Salinicoccus. 

3550946 3550870 29 105 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3629789 3629705 29 113 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3671060 3670976 29 113 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3699773 3699697 36 112 gi 
1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3829064 3828980 29 113 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 


219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
Desulfomicro 


v 


219878213 


1972100 19735 


Clostridiu 
219878210 
19767 
ibrionales 
219857626 
equence 
teria; Des 
219857621 
21703 
se 
219857620 
21719 
se 
219857530 


2299447 23008 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
334400 Bacteria_16S 
dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 
334400 Bacteria_16S 


rhizobiace 
219857490 
1 sequence 
obacteria; 


219857404 
ce 24679 
hales; Pis 
219857288 
sequence 

diales; Cl 
219857183 
sequence 
eria; Camp 


219846894 


3042319 30437 


; Desulfov 
219846829 


3138565 31400 
eiothermus. 


M 
219846828 


3140051 3141558 Gemel 


la 
219846827 


3141609 31431 


Sedis; 
219846759 
quence 

; Desulfov 


219846719 


complete sequence 3302462 33040 


219846543 
tial seque 
idiales; C 
219846486 
36283 
nadales; P 
219846457 


3669690 36711 


Enterobac 
219846437 
nce 36983 
ibrionales 
219846344 
38276 
cteriales; 


3872854 3872778 36 112 gi 
ribosomal RNA, partial sequence 


lales; Bacillales Family XI. Incertae 


219846314 


Sedis; Gem 


udomonad 


udomonad 


ref |NR_025378.1 
biaceae; Des 
ref|NR_025352.1 
m. 
ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref|NR_025215.1 
162629 216416 


ulfovibrionales; 


ND 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025118.1 


ae; Bosea. 

ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiacea 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024811.1 

2707242 270866 
ylobacterales; H 


ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref|NR_026421.1 


ref 
lab 


NR_026420.1 
ergeri Bacte 


ref|NR_026419.1 


ref |NR_026351.1 
3241884 324339 
ibrionales; Desu 


ref|NR_026311.1 
04 Salinicoccus 


ref 
nce 


NR_026135.1 

354957 
lostridiaceae; C 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref |NR_026048.1 


teriaceae; Brenn 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_025904.1 


ella. 


e: 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 
Clostridium akagii 


91 Clostridium akagii Bacteria; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 

Desulfovibrio 
3 Desulfovibrio 

Desulfovibrionaceae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Desulfovibrio 
7 Desulfovibrio 
les; 


Thioalkalimicrobium 

kalimicrobium aerophilum 
Thioalkalimicrobium. 

Clostridium 

8 Clostridium 

ostridium. 
Hydrogenimonas 

3 Hydrogenimonas 

ydrogenimonaceae; 


v 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Salinicoccus roseus 


roseus Bacteria; 


Clostridium 
2 3551038 Clostridium 
lostridium. 

Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Cardiobacterium 
bacterium hominis 

eae; Cardiobacterium. 
Gemella morbillorum 


3871442 3872977 Gemella morbillorum Bacteria; 


334400 Bacteria_16S 3874441 3874365 36 112 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

334400 Bacteria_16S 4006451 4006367 29 113 gi|219846221|ref|NR_025811.1] Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

334400 Bacteria_16S 4065444 4065368 36 112 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

334400 Bacteria_16S 4069956 4069872 29 112 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

334400 Bacteria_16S 4128992 4128908 29 113 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

334400 Bacteria_16S 4130481 4130397 29 113 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

334400 Bacteria_16S 4225271 4225195 36 112 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

334400 Bacteria_16S 95090 95007 29 112 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

334400 Bacteria_16S 165312 165229 29 112 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

334400 Bacteria_16S 215965 215867 15 113 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

334400 Bacteria_16S 499578 499495 30 113 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

334400 Bacteria_16S 501130 501047 30 113 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

334400 Bacteria_16S 595312 595233 34 113 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

334400 Bacteria_16S 704358 704283 38 113 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 
strain ThSch 12 16S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 

334400 Bacteria_16S 733269 733194 38 113 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

334400 Bacteria_16S 936987 936904 29 112 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

334400 Bacteria_16S 944684 944601 30 113 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

334400 Bacteria_16S 946247 946164 30 113 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

334400 Bacteria_16S 947811 947728 30 113 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

334400 Bacteria_16S 1260246 1260163 29 112 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

334400 Bacteria_16S 1937176 1937093 30 113 gi| 219878237 |ref|NR_025376.1| Comamonas 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
334400 Bacteria_16S 2030145 2030070 38 113 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

334400 Bacteria_16S 2062416 2062341 38 113 gi| 219878149 |ref|NR_025288.1| Lamprocystis 


roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 


2061023 206241 


5 Lamprocystis 


334400 Bacteria_16S 
indicus strain CIR29812 16S ribosomal RNA, partial sequ 


15286 Bacteria; T 
Thermodesulfatato 


334400 Bacteria_16S 
palleronii strain CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria 
334400 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


strain I50 16S ri 
Firmicutes; Erysi 


limneticum strain 
Bacteria; Proteob 


strain YH-15 16S 
Firmicutes; Lacto 


334400 Bacteria_16S 


strain DSM 3963 1 


Deinococcus-Thermus; 
334400 Bacteria_16S 
train DSM 12679 16S ribosomal RNA, par 
Clostridia; 


proteoclasticus s 
proteoclasticus B 


334400 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


334400 Bacteria_16S 
ain AS-P1l 16S ribosomal RNA, partial s 
Betaproteobacte 


denitrificans str 
denitrificans Bac 


334400 Bacteria_16S 
train ALEN 2 16S ribosomal RNA, partia 
Gammaproteoba 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


334400 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


334400 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


334400 Bacteria_16S 


collagenovorans s 
collagenovorans B 


334400 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; 


strain ID131577 1 
Actinobacteria; 


strain Z 4493 16S 
Firmicutes; Clost 


334400 Bacteria_16S 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


334400 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


334400 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


Thermotogales; 
334400 Bacteria_16S 


Rubrobacteridae; 
334400 Bacteria_16S 


Thermotogales; 
334400 Bacteria_16S 
13280 16S ribosomal RNA, partial seque 
Coriobacteridae; 


2224638 2224555 30 


hermodesulfobacteria; 
rr, 
2544114 2544031 30 


2645561 2645478 30 


3031472 3031389 29 


3075320 3075237 30 


3165853 3165770 29 


ribosomal RNA, partial sequence 


bacillales; 
3171909 3171826 29 


Deinococci; 
3366396 3366325 35 


acteria; Firmicutes; 
3411872 3411789 29 


tes; Clostridia; 


3972565 3972482 30 


teria; Proteobacteria; 
4207002 4206903 15 


acteria; Proteobacteria; 
154574 154496 27 


ridia; Clostridiales; 


156139 156061 28 


cteria; Firmicutes; 
188179 188101 28 


acteria; Firmicutes; 
305451 305377 40 
ribosomal RNA, complete 
568271 568193 29 
633237 633167 36 
ribosomal RNA, partial 


ridia; Clostridiales; 
1171211 1171137 40 


1203026 1202952 40 


1204525 1204455 36 


1206032 1205962 36 


acteria; 


334400 Bacteria_16S 


1357367 1357289 28 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
334400 Bacteria_16S 


Lactobacillaceae; 


Thermotogaceae; 


Coriobacteridae; 


S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
334400 Bacteria_16S 


cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
334400 Bacteria_16S 


6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcales; 


106 


112 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillo 


113 


113 


105 


ribosomal RNA, partial sequence 
Clostridiaceae; 


106 


rain Al 16S ribosomal RNA, partial sequence 
Clostridia; 


106 


train SG 16S ribosomal RNA, partial se 
Clostridia; 


113 
sequence 


106 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


106 
sequence 


Eubacteriaceae; 


113 


somal RNA, partial sequence 1201630 1203111 
Thermotogaceae; 


osomal RNA, partial sequence 


Deinoco 


Clost 


Clostr 


Clost 


Thermotoga. 


ccaceae; D 
219846673 
tial seque 
ridiales; 
219846637 
34104 
nellaceae; 
219846244 
equence 
ria; Burkh 
219846071 
1 sequence 
cteria; Ch 


gi 


gi 


gi 


gi 


gi| 265678960 
153188 15467 
Oxobacter. 
gi| 265678959 
idiales; C 
265678938 
quence 
ridiales; 
gi| 265678857 
304028 30558 


gi 


gi|265678674 
Conexibacte 
gi| 265678629 
631874 63335 
Acetobacte 
gi|228719618 
1169826 11712 


eino 
ref 
nce 


coccus. 
NR_026265.1 
336503 
Clostridiaceae; 
ref|NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_025834.1 
3971185 397263 
olderiales; Coma 
ref|NR_025661.1 
4205616 420703 
romatiales; Ecto 


ref|NR_029268.1 


ref |NR_029267.1 
154728 156242 
lostridiaceae; C 
ref |NR_029246.1 
186799 188298 
Clostridiaceae; 
ref |NR_029163.1 


ref |NR_028979.1 


race 
ref 


ae; Conexiba 
NR_028934.1 


rium. 
ref |NR_027583.1 
94 Thermobispora 


cellulovorans strain 743B 16S ribosomal RNA, partial sequence 


cellulovorans 743B Bacteria; 


Firmicutes; 


113 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
ence 2223220 2224715 Thermodesulfatator indicus DSM 
Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
113 gi| 219857348 |ref|NR_024936.1| Hydrogenophaga 
sequence 2542716 2544225 Hydrogenophaga 
; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
113 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
e 2644182 2645662 Hydrogenophaga intermedia 
riales; Comamonadaceae; Hydrogenophaga. 
112 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
3030089 3031577 Clostridium cocleatum Bacteria; 
elotrichaceae. 
113 gi|219846872|ref|NR_026464.1| Ferribacterium 
ence 3073912 3075441 Ferribacterium limneticum 
ales; Rhodocyclaceae; Ferribacterium. 
112 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
3164429 3165945 Lactobacillus kunkeei Bacteria; 
Lactobacillus. 
112 gi| 219846807 |ref|NR_026399.1| Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Dialister pneumosintes 
ter pneumosintes 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium 
Clostridium 
lostridium. 
Clostridium 
Clostridium 
Clostridium. 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Conexibacter woesei 


3 Conexibacter woesei Bacteria; 


cter. 
Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Collinsella 
sella intestinalis DSM 


ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Clostridium 


ales; Pseudonocardineae; P 
113 gi| 228715358 |ref|NR_027530.1 
Thermotoga neapolitan 
Thermotoga. 

106 gi| 228715356 |ref|NR_027528.1 
nce 1203162 1204620 Collin 
Coriobacteriales; Coriobacterine 
106 gi| 228715355 |ref|NR_027527.1 

1204671 1206128 Collinsella 
Coriobacteriales; Coriobacterineae; Co 
106 gi|228720131|ref|NR_027589.1 
1356004 135748 
Clostridia; Clostridiales; Clostridiacea 


9 Clostridium 
e; Clostridium. 


334400 Bacteria_16S 
strain ATCC 35585 
Firmicutes; 
334400 Bacteria_16S 


2060888 2060815 33 


Clostridiales; 
2565592 2565515 28 


106 gi 
16S ribosomal RNA, partial sequence 
Clostridia; 


219878150 


219857291 


ref |NR_025289.1 


2059520 2060972 Eubact 
Eubacteriaceae; Eubacterium. 
106 gi 


ref|NR_024922.1 


Eubacterium sulci 


Eubacterium 


acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 


acidaminophilum Bacteria; 


334400 Bacteria_16S 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 
alkanoclasticum Bacteria; 


334400 Bacteria_16S 


strain GraMall 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
113 gi me 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 309052 
Lactobacillales; Carnobacteriaceae; 
106 gi 


334400 Bacteria_16S 


balaenopterae Bacteria; 


334400 Bacteria_16S 


DSM 10228 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
334400 Bacteria_16S 


Firmicutes; 
334400 Bacteria_16S 


Firmicutes; 
334400 Bacteria_16S 
fimetarium strain 
fimetarium Bacteria; 
334400 Bacteria_16S 
paludosum strain 


Firmicutes; 


Firmicutes; 
2634756 2634679 36 


Firmicutes; 
3052825 3052739 26 
3090524 3090454 43 


Firmicutes; 
3265789 3265719 36 


Clostridiales; 
3274888 3274818 36 


Clostridiales; 
3276397 3276327 36 


Clostridiales; 
3277916 3277846 36 


3279425 3279355 36 


Clostridia; 


Bacillales; 


113 gi| 219857236 
Planococcaceae; 
112 gi| 219846887 


complete sequence 3051418 30529 


Clostridia; 


Clostridiales; 


219846862 


219846744 


3264433 32658 


219846738 


219846737 


219846736 


219846735 


Pelobacteraceae; 


Eubacteriaceae; 


Eubacteriaceae; 
ref |NR_024864.1 


Planomicrobium. 


ref |NR_026479.1 


ref|NR_026454.1 


ref |NR_026336.1 


ref |NR_026330.1 


ref|NR_026329.1 


ref |NR_026328.1 
3276555 327802 


ref |NR_026327.1 
3278074 327953 


Eubacterium. 
Planomicrobium 


2633347 2634791 Planomicrobium 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Granulicatella 
3 Granulicatella 


Granulicatella. 
Clostridium vincentii 
96 Clostridium vincentii Bacteria; 
Clostridiaceae; Clostridium. 
106 gi 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 
Clostridia; 


Acetobacterium 
3 Acetobacterium 


Acetobacterium. 


Acetobacterium 
2 Acetobacterium 


paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

334400 Bacteria_16S 3288555 3288477 36 113 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 

334400 Bacteria_16S 3363353 3363275 36 113 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

334400 Bacteria_16S 3497557 3497487 36 106 gi|219846578|ref|NR_026170.1| Coriobacterium 


glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; 
Coriobacterium. 


Coriobacteriaceae; 
334400 Bacteria_16S 


90432 90355 36 


Thermodesulfobacterium. 


334400 Bacteria_16S 


strain BR 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 
334400 Bacteria_16S 


Bacteria; Firmicutes; 
334400 Bacteria_16S 


334400 Bacteria_16S 


strain 22 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
334400 Bacteria_16S 


Firmicutes; 
334400 Bacteria_16S 
strain Benl104 16S 


334400 Bacteria_16S 329871 329798 33 106 gi| 265678841 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequenc 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Sedimentibacter. 


334400 Bacteria_16S 


Bacteria; 
334400 Bacteria_16S 


Firmicutes; 


111890 111813 35 


181957 181880 28 


Clostridia; 
198766 198689 29 


Firmicutes; 
201975 201898 29 


Clostridiales; 
212846 212769 29 


Clostridiales; 
252632 252551 31 


578770 578693 36 


666663 666586 36 


Clostridiales; 


113 gi 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 
hveragerdense Bacteria; Thermodesulfobacteria; 
112 


Spirochaetaceae; Treponema. 
105 gi 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 18057 
Clostridiales; 
106 gi 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 
chartatabidum Bacteria; Clostridia; 
106 gi 


Clostridiales Family XI. I 
106 

strain IP 2227 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiaceae; 
112 gi 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


113 gi 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 57740 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
113 gi 
strain WoG13 16S ribosomal RNA, partial sequence 
Clostridia; 


Coriobac 
265679003 
Thermodesulfobacte 


gi| 265678988 
110499 11199 


265678942 


Clostridiaceae; 
265678931 


Clostridiales; Cl 
265678929 
200572 20203 


gi| 265678921 
211461 21296 
Clostridiu 
265678894 
251300 25272 


265678667 


3496207 349764 
teriales; Coriob 


ref |NR_029311.1 
89036 90489 
riales; Thermode 


ref|NR_029296.1 


ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029239.1 

197405 198934 
ostridiaceae; Cl 
ref |NR_029237.1 


ncertae Sedis; H 
ref |NR_029229.1 


m. 
ref|NR_029202.1 
aceae; Amaricocc 
ref|NR_029146.1 
e 328486 329942 
Clostridiales F 


ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus. 


265678605 


Pelos 


1 Coriobacterium 
acterineae; 


sulfobacteriaceae; 


Clostridium 
idium proteolyticum 


Clostridium 
Clostridium 
ostridium. 
Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 


us. 
Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Thalassolituus 
solituus oleivorans 


ref|NR_028910.1 


pora. 


erium sulci Bacteria; 


Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 
Eubacteriaceae; Eubacterium. 
106 gi 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 32765 
Clostridia; 


Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 
Eubacteriaceae; Acetobacterium. 
106 gi 
DSM 8238 16S ribosomal RNA, partial sequence 
Clostridiales; 
106 gi 
DSM 8237 16S ribosomal RNA, partial sequence 


Thermodesulfobacterium 
Thermodesulfobacterium 


Treponema maltophilum 
2 Treponema maltophilum Bacteria; 


Clostridium baratii 
8 Clostridium baratii Bacteria; 


Amaricoccus macauensis 
6 Amaricoccus macauensis Bacteria; 


Pelospora glutarica 
665236 666735 Pelospora glutarica Bacteria; 
Syntrophomonadaceae; 


334400 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
334400 Bacteria_16S 
socranskii 


subsp. 
socranskii subsp. 


334400 Bacteria_16S 
Sapovorans strain 
Firmicu 
334400 Bacteria_16S 


Bacteria; 


smaragdinae DSM 1 
11293 Bacteria; 


socranskii subsp. 


334400 Bacteria_16S 
buccale st 


subsp. 
socranskii subsp. 


334400 Bacteria_16S 
ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales 


lecithinolyticum 
lecithinolyticum 


334400 Bacteria_16S 


thermacidophilum 


Bifidobacteriales 


334400 Bacteria_16S 
gallaeciensis str 


gallaeciensis BS1 
Phaeobacter. 


334400 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; 


strain CCUG 47334 
Bacteria; 


lacusfryxellense 
lacusfryxellense 


334400 Bacteria_16S 


strain DSM 44494 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


334400 Bacteria_16S 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


334400 Bacteria_16S 


strain KS9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 
SW28 16S ribosomal RNA, partial seque 
Sporo 


aquimarina strain 
Bacteria; Firmicu 


334400 Bacteria_16S 
ain TMC4 16S ribosomal RNA, partial se 
Clostri 


peptidivorans str 
peptidivorans Bac 


334400 Bacteria_16S 


strain VP-6 16S r 


strain SEBR 4211 
Firmicutes; Clost 


334400 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


Ss 
334400 Bacteria_16S 
subsp. paredis st 


Spi 
334400 Bacteria_16S 


Firmicu 
334400 Bacteria_16S 
VKM B1479 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
334400 Bacteria_16S 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Clos 


807243 807166 36 113 gi 


eria; Thermodesulfobacteria; 
erium. 


984607 984530 35 112 


gi 
socranskii Bacteria; Spirochaetes; 
994032 993955 36 113 

OM 16S ribosomal RNA, 
tes; Clostridia; Clostridiales; 
1169646 1169570 36 112 


gi 


gi 


pirochaetes; Spirochaetales; 
1252679 1252602 35 112 
rain ATCC 35535 16S ribosomal 
paredis Bacteria; Spirochaetes; 
1254206 1254129 35 112 
rain ATCC 35534 16S ribosomal 
buccale Bacteria; Spirochaetes; 
1264749 1264672 35 112 


gi 


gi 


gi 


Bacteria; Spirochaetes; 


1331398 1331325 41 113 gi 


; Bifidobacteriaceae; Bifidobacterium. 


1337517 1337432 29 113 gi 


1523603 1523526 35 112 
ribosomal RNA, partial sequence 
rochaetales; 
1614657 1614580 29 106 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1651036 1650953 29 112 
osomal RNA, partial sequence 


gi 


gi 


1684660 1684583 29 106 gi 
Bacteria; Firmicutes; 
1741115 1741046 40 


Clostridia; 


108 gi 


1768434 1768361 33 106 gi 


tes; Clostridia; Clostridiales; 


1853548 1853479 40 108 gi 


Thermobifida. 
2253600 2253531 40 108 
bosomal RNA, partial sequence 


gi 


2399264 2399187 36 113 gi 


tes; Bacillales; 


2435835 2435758 29 


Planococcaceae; 
106 gi 
teria; Firmicutes; Clostridia; 
2538518 2538437 31 112 
ibosomal RNA, partial sequence 


gi 


2616458 2616385 33 106 gi 


ridia; Clostridiales; 
2976857 2976780 29 

osomal RNA, partial sequence 
ridia; Clostridiales; 


106 gi 


Clostridiaceae; 


in 7 16S ribosomal RNA, partial sequen 
Thermodes 


strain D56BRIII6 16S ribosomal RNA, p 
Sp 


complete sequen 
Syntro 


1293 16S ribosomal RNA, partial sequen 
Spirochae 


RNA, par 
Spiro 


RNA, par 
Spiro 


subsp. porcinum strain P3-14 16S ribos 


Bifidobacterium thermacidophilum subsp. 


ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


Clostr 


Stre 


ZF2 16S ribosomal RNA, partial sequenc 
Clostr 


265678508 
ce 80584 
ulfobacter 


265678388 


irochaetal 
265678382 
ce 99261 
phomonadac 
228719827 
ce 11682 
taceae; 
219857241 
tial seque 
chaetales; 
219857240 
tial seque 
chaetales; 
219846655 
sequence 
; Spirocha 
219846082 
omal RNA, 


228721486 
equence 
eobacteria 


219857543 


1522207 15236 
Spirochaetaceae; Treponema. 


219878467 
16132 
idiales Fa 
219878442 


1649700 16511 


obacterace 
219878419 
rtial sequ 
tridiales; 
219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


ptosporang 
219878359 
e 17670 
idiales Fa 


219878299 
sequence 


dae; Actin 


219857564 


2252243 22536 
Stre 


ptosporang 
219857461 
nce 23978 
sarcina. 
219857431 
quence 
diales; Cl 
219857352 


2537193 25385 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
334400 Bacteria_16S 


yphomonada 
219857255 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fa 


mily XII. 
219846939 


Clostridiu 


artial seq 


Sp 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref 
uenc 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Syntrophomonas 
phomonas sapovorans 
nas. 
Spirochaeta 
haeta smaragdinae DSM 


NR_028690.1 
e 983192 
es; Spirochaetac 
ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_024869.1 
nce 125128 
Spirochaetaceae 
ref |NR_024868.1 
nce 125281 
Spirochaetaceae 
ref |NR_026247.1 

1263357 126483 
etaceae; Trepone 
ref|NR_025672.1 
complete sequenc 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Treponema 
5 Treponema 
ma. 

Bifidobacterium 
e 1330013 1331535 


v 


v 


porcinum Bacteria; Actinobacteria; Actinobacteridae; 


NR_027609.1 
8 
e 


Phaeobacter 
7 Phaeobacter 


odobacterales; Rhodobacteraceae; 


ref|NR_025131.1| Treponema parvum 
91 Treponema parvum Bacteria; 


ref |NR_025606.1 
59 1614770 Helcoc 


Helcococcus sueciensis 
occus sueciensis 

mily XI. Incertae Sedis; Helcococcus. 
ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 

ae; Labrys. 
ref|NR_025558.1 
ence 168328 
Clostridiaceae; 


v 
ref|NR_025519.1 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Nocardiopsis halophila 
36 Nocardiopsis halophila Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025498.1| Sedimentibacter 
74 1768507 Sedimentibacter saalensis 
mily XI. Incertae Sedis; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


ref|NR_025438.1 
1852181 185367 
omycetales; Stre 


Nocardiopsis composta 
96 Nocardiopsis composta Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025049.1| Sporosarcina 

69 2399376 Sporosarcina aquimarina 


ref|NR_025152.1 


Clostridium 
3 Clostridium 


ref|NR_025019.1 
2434473 243595 
ostridiaceae; Clostridium. 
ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas 
ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_026531.1| Clostridium ultunense 


2975480 2976925 Clostridium ultunense Bacteria; 


mM. 


334400 Bacteria_ 


polyendosporus st 
polyendosporus Ba 
334400 Bacteria_16S 
cylindrosporum st 
cylindrosporum Ba 
334400 Bacteria_16S 
strain DS1 16S ri 


bosomal RNA, partial sequence 


3034695 30361 


16S 3029962 3029885 29 106 gi|219846904|ref|NR_026496.1| Anaerobacter 
rain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 
3034533 3034464 36 105 gi|219846900|ref|NR_026492.1| Clostridium 
rain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3036066 3035989 29 106 gi|219846899|ref|NR_026491.1| Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

334400 Bacteria_16S 3049836 3049759 36 113 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

334400 Bacteria_16S 3205401 3205324 35 112 gi| 219846785 |ref|NR_026377.1| Treponema amylovorum 


strain HA2P 16S r 
Spi 
334400 Bacteria_16S 
lipolytica strain 
Firmicu 
334400 Bacteria_16S 


Spirochaetes; 


Bacteria; 


strain DSM 10365 
Firmicutes; 


strain DSM 6736 1 
Firmicutes; 


strain DSM 286 16 
Firmicutes; Clost 


334400 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


334400 Bacteria_16S 


restrictus strain 
restrictus Bacter 


334400 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


334400 Bacteria_16S 


strain 2585 16S r 


Clost 
334400 Bacteria_16S 


Clost 
334400 Bacteria_16S 


ibosomal RNA, partial sequence 
rochaetales; 
3235639 3235562 36 


113 gi 


tes; Clostridia; Clostridiales; 
3287031 3286954 29 106 gi 
ridia; Clostridiales; Clostridiaceae; 
3529393 3529316 29 106 gi 
ridia; Clostridiales; Clostridiaceae; 
3533866 3533789 29 106 gi 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


3601276 3601199 36 113 gi 


ibosomal RNA, complete sequence 


JW265 16S ribosomal RNA, partial sequ 
Syntro 


3204032 32054 
Spirochaetaceae; Treponema. 


219846764 
en 
ph 
219846730 


16S ribosomal RNA, partial sequence 3285670 32871 
ostridiu 


cl 
219846557 


6S ribosomal RNA, partial sequence 3528019 35294 


6S ribosomal RNA, partial sequence 3599877 36013 


3719395 37209 


ce 32342 
omonadac 


74 Treponema amylovorum Bacteria; 


ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntropha. 
ref|NR_026322.1| Clostridium pascui 
40 Clostridium pascui Bacteria; 

m. 
ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 


Thermosyntropha 
syntropha lipolytica 


Clostridium. 

219846554|ref|NR_026146.1| Sarcina ventriculi 
3532506 3533966 Sarcina ventriculi Bacteria; 

Sarcina. 

219846506|ref|NR_026098.1]| Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


bacillales; Carnobacteriaceae; Dolosigranulum. 
3666551 3666474 36 113 gi|219846461|ref|NR_026053.1| Dehalobacter 
PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
ia; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 
3711811 3711734 29 106 gi|219846429|ref|NR_026020.1| Clostridium septicum 
I 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
3720781 3720704 29 106 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

334400 Bacteria_16S 4086753 4086676 36 113 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

334400 Bacteria_16S 4145963 4145878 29 113 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
334400 Bacteria_16S 39091 39007 29 113 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

334400 Bacteria_16S 96671 96595 36 112 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

334400 Bacteria_16S 133366 133282 30 113 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

334400 Bacteria_16S 186623 186547 36 112 gi|265678939|ref|NR_029247.1| Clostridium ramosum 


strain 113-1 16S 
Firmicutes; Erysi 


334400 Bacteria_16S 


argentinense stra 
argentinense Bact 


334400 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


334400 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


ribosomal RNA, partial sequence 


334400 Bacteria_16S 


strain B7-43 16S 


ribosomal RNA, partial sequence 


185230 18674 


8 Clostridium ramosum Bacteria; 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
208180 208108 34 106 gi|265678924|ref|NR_029232.1| Clostridium 
in ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
279693 279609 30 LTS. gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
337701 337633 41 108 gi| 265678833 |ref|NR_029138.1| Parascardovia 
n B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
ria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
363119 363043 36 112 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 


361716 363213 Desulfovibrio putealis Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


334400 Bacteria_16S 


strain 3wCc2 16S r 
Firmicutes; Clost 


334400 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


334400 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


334400 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


334400 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


334400 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


334400 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


334400 Bacteria_16S 


DSM 9946 16S ribo 
Deinococcus-Therm 


334400 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


334400 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


334400 Bacteria_16S 


strain ICPB 3636 


Proteobacteria; B 


334400 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


334400 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


334400 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


334400 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


334400 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


334400 Bacteria_16S 


590727 590651 29 105 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
662058 661982 36 112 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
681827 681743 29 113 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
683232 683148 29 113 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
759706 759622 29 113 gi 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
799587 799511 36 112 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
1101477 1101401 29 105 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1163599 1163515 29 112 gi 


gi 
cl 
ti 
ic 
er 


er 


er 


el 


cl 


Deinococci; Thermales; 
1177305 1177229 29 
osomal RNA, partial sequence 


us; Thermaceae; M 


105 gi 


265678659 
589361 59079 


265678608 
265678595 
680477 68183 
265678594 
265678540 
758305 75981 


265678513 
798207 79971 


265678309 
1100149 11015 


228720981 
somal RNA, partial sequence 1162257 1163688 Meiot 


228718376 
1175949 11773 


ref |NR_028964.1 
ostridiu 
NR_028913.1 
al seque 660668 
occus. 
ref|NR_028900.1 
seria. 

NR_028899.1 


Neis 
ref 


iaceae; 


68188 
iaceae; seria. 


NR_028844.1 


Neis 
ref 


iella. 
NR_028816.1 


iaceae; Alys 


ref 
otrichaceae; 
ref|NR_028611.1 
ostridium. 
ref |NR_027600.1 
hermus silvanus 
eiothermus. 


ref|NR_027573.1 


2 683236 Neisse 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Turicibacter sanguinis 


4 Turicibacter sanguinis Bacteria; 
Turicibacte 


Rs 
Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

1378549 1378465 29 113 gi|228717562|ref|NR_027564.1| Teredinibacter 
7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredinibacter turnerae T7901 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 

2266026 2265942 29 113 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 

2282832 2282748 30 113 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
rain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2314500 2314424 36 112 gi|219857520|ref|NR_025108.1] Salinicoccus 
in T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
tes; Bacillales; Salinicoccus. 

2400784 2400700 29 113 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 

2485700 2485616 30 113 gi|219857393|ref|NR_024981.1| Mycoplasma subdolum 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2508395 2508323 34 106 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2574832 2574756 36 112 gi 


ce 
id 


2484337 24857 


219857372 


219857285 


ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024916.1 


25070 
iaceae; 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 257495 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; De 
Desulfovibrio. 

334400 Bacteria_16S 2842464 2842388 36 112 gi|219856896|ref|NR_024715.1 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halana 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobiw 
334400 Bacteria_16S 2888836 2888760 29 105 gi|219856864|ref|NR_024683.1 


strain JCM 6484 1 
Firmicutes; Clost 


334400 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


334400 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


334400 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


ridia; Clostridiales; Eubacteriaceae; Eu 


2890361 2890285 29 105 gi 
ridia; Clostridiales; Eubacteriaceae; Eu 
3122029 3121953 36 112 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123576 3123500 36 112 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 


eq 
11 


en 
ur 


334400 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


6S ribosomal RNA, partial sequence 2887459 28889 


219856863 
6S ribosomal RNA, partial sequence 2888980 28904 


219846841 


219846840 


bacterium. 


ref |NR_024682.1 
bacterium. 
ref |NR_026433.1 

3120644 312214 
Aneurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 


uence 
aceae; 


ce 31221 
inibacil 


3564728 3564644 29 113 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


219846533 
3563299 3564734 Vibrio nereis Bacteria; 


ref |NR_026125.1 


98 Mycoplasma subdolum Bacteria; 


Thermohalobacter 

halobacter berrensis 
Desulfovibrio 

7 Desulfovibrio 

sulfovibrionaceae; 


Halanaerobium 

erobium fermentans 

m. 

Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 
Ammoniphilus 

philus oxalaticus 
iphilus. 

Vibrio nereis strain 
Proteobacteria; 


334400 Bacteria_16S 
strain NCTC 83785 
Bacteria; Proteob 
334400 Bacteria_16S 
strain UIA 16S ri 
Tenericutes; Moll 
334400 Bacteria_16S 
strain 275c 16S r 
Tenericutes; Moll 
334400 Bacteria_16S 
strain PG51 16S r 
Tenericutes; Moll 
334400 Bacteria_16S 
strain CDC 8142 1 
Proteobacteria; B 
334400 Bacteria_16S 
stercoraria strai 
stercoraria Bacte 
334400 Bacteria_16S 
strain N 155 16S 
Proteobacteria; B 
334400 Bacteria_16S 


UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 
334400 Bacteria_16S 
strain SEBR 2582 
Proteobacteria; D 
334400 Bacteria_16S 
abactoclasticum s 
abactoclasticum B 
334400 Bacteria_16S 
formicigenes stra 
formicigenes Bacteria; 
334400 Bacteria_16S 
australiensis str 
australiensis Bac 
Quatrionicoccus. 
334400 Bacteria_16S 
marinus subsp. pa 


Prochlorococcaceae; 
334400 Bacteria_16S 
psychrophila stra 
psychrophila Bact 
Desulfotalea. 
334400 Bacteria_16S 
shabanensis strai 
shabanensis Bacte 
Salinisphaera. 
334400 Bacteria_16S 
neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 
334400 Bacteria_16S 
strain LMG 317541 
Proteobacteria; G 
334400 Bacteria_16S 
strain Z-7792 16S 
Firmicutes; Bacil 
334400 Bacteria_16S 
alkaliphilum stra 
Bacteria; Firmicutes; 
334400 Bacteria_16S 


eria; 


ria; 


tes; 


sulfexigens strain SB164P1 16S ribosomal RNA, partial s 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacter 


Desulfocapsa. 
334400 Bacteria_16S 


mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, 
acteria; Betaproteobacteria; Neisseria 


acteria; 


Clostridia; 


Clostridia; 


3628200 3628116 29 


3690763 3690679 30 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3753310 3753226 30 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3759358 3759274 30 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3875985 3875901 29 


3888443 3888359 29 


3889980 3889896 29 


3891517 3891433 29 


4066968 4066892 36 


299377 299294 29 


418178 418103 28 


Firmicutes; 
482579 482496 30 


Proteobacteria; 


879952 879873 33 


927778 927695 29 
Proteobacteria; 


1140956 1140869 28 


n E1L3A 16S ribosomal RNA, 
Proteobacteria; 


1448325 1448250 31 


2027166 2027091 38 


2192997 2192924 39 


2528058 2527981 36 


3136961 3136878 29 


3176476 3176401 39 


Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 


strain M069 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


46673 46599 40 


Clostridia; 


113 


complete sequence 


113 


113 


113 


113 


113 


n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteri 


113 


ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 


113 


a; Neisseriales; Neisseriaceae; Kingel 


112 


train 6-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Anae 


in DV1184 16S ribosomal RNA, partial s 


ain Ben 117 16S ribosomal RNA, partial 
teria; 


gi|219 


les; 
gi|219 
368939 


gi 


gi 


6S ribosomal RNA, partial sequence 3874615 38761 
etaproteobacteria; Neisseriales; Neiss 


16S ribosomal RNA, partial sequence 4065569 40669 
eltaproteobacteria; Desulfovibrionales 


219846397 
3751943 37534 


219846393 
3757993 37594 


846487 
36267 
Neiss 

846444 

8 36908 


ref 


ref 


ref 


ref 


eria 


NR_026079.1 


80 3628323 Neisse 
Neisse 


ceae; 
NR_026035.1 


NR_025988.1 


NR_025984.1 


84 Desulfovibrio 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 

Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


gi|219846312|ref|NR_025902.1| Neisseria weaveri 
01 Neisseria weaveri Bacteria; 
eriaceae; Neisseria. 
gi|219846304|ref|NR_025894.1| Vitreoscilla 
partial sequence 3887024 3888512 Vitreoscilla 
a; Neisseriales; Neisseriaceae; Vitreoscilla. 
gi|219846302|ref|NR_025892.1| Neisseria flavescens 
3888563 3890048 Neisseria flavescens Bacteria; 
eriaceae; Neisseria. 
gi|219846301|ref|NR_025891.1| Kingella oralis strain 
3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
la. 
gi|219846175|ref|NR_025765.1| Desulfovibrio longus 


longus Bacteria; 


; Desulfovibrionaceae; Desulfovibrio. 
it? gi|265678861|ref|NR_029167.1| Anaeroplasma 
equence 298000 299445 Anaeroplasma 
roplasmatales; Anaeroplasmataceae; Anaeroplasma. 
103 gi|265678776|ref|NR_029081.1| Tepidibacter 
equence 416856 418235 Tepidibacter 
Clostridiales; Peptostreptococcaceae; Tepidibacter. 
113 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
sequence 481171 482647 Quatrionicoccus 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
112 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
partial sequence 878614 880078 


112 


in LSv54 16S ribosomal RNA, partial se 
Deltaproteobacte 


113 


106 


P9a-h 16S ribosomal RNA, partial seque 
Clostridiales; 


113 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 


112 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


113 


in S1 16S ribosomal RNA, partial seque 
Clostridiales; 


112 


113 


113 


complete se 
Gammaproteobacter 


storis strain PCC 9511 16S ribosomal RNA, 
Prochlorococcus marinus subsp. pastoris 
Prochlorococcus. 


gi 
ria; 
gi 
ia; 
gi 
nce 


Clostr 


gi 


gi 


gi 
nce 
oc 


e 


Peptococca 
gi 
eque 
ia; 


’ 


gi 


Act 


gi 
45374 


265678427 
quence 


253680763 
quence 

224581422 
idiales Fa 
219878178 
omonadacea 
219857604 
2191612 21930 


219857359 


219846831 


219846804 
sequence 


265679033 


Desul 


Salini 


14469 


20257 


25266 
ceae; 


nce 
Desulf 


inomyc 


ref 
foba 
ref 
1 
spha 
ref 
mily 
ref 
e; 
ref 


ref 


Desu 
ref 


Ww 


obac 


ref 


Ww 


etal 


46777 


926361 92785 


139586 11410 


32 1448409 Mogib 


135552 31370 


175122 31765 


NR_028729.1 
2 
cterales; D 
NR_028011.1 
2 
erales; Sal 
NR_027203.1 


XIII. Ince 


NR_025317.1 


59 2027165 Aeromo 
Aeromonas. 


NR_025192.1 


37 Amphibacillus 


NR_024947.1 


73 2528174 Desulf 
lfotomaculum. 


NR_026423.1 
3 
terales; Des 
NR_026396.1 
8 
a 


es; Coryneb 


ref 


NR_029341.1 


e 


i 


a 
r 


Bacteria; Cyanobacteria; Prochlorales; 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Amphibacillus tropicus 
tropicus Bacteria; 


Desulfotomaculum 
otomaculum alkaliphilum 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Corynebacterium 
0 Corynebacterium 
cterineae; 


Mycobacterium goodii 


Mycobacterium goodii Bacteria; 


es; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


334400 Bacteria_16S 


strain B 5329 16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


334400 Bacteria_16S 
ain PAL-1 16S ribosomal RNA, 


ferrireducens str 
ferrireducens Bac 


334400 Bacteria_16S 
21 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


334400 Bacteria_16S 


conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; 


334400 Bacteria_16S 


vanbaalenii strai 
vanbaalenii Bacte 
Mycobacteriaceae; 


334400 Bacteria_16S 


ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 


334400 Bacteria_16S 


genavense strain 
Bacteria; Actinob 
Mycobacterium. 


334400 Bacteria_16S 


strain 2502 16S r 


aichiense strain 
Bacteria; Actinob 
Mycobacterium. 


334400 Bacteria_16S 


strain 47001 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


49741 49667 40 


113 


ribosomal RNA, partial sequence 


74112 74038 40 


113 


gi 


48372 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
334400 Bacteria_16S 


gi 


265679031 


265679015 


train 580 16S ribosomal RNA, partial sequence 


acteria; Actinobacteria; Actinobacteridae; 


Pseudonocardia. 
93474 93388 


e; 
28 


teria; Deferribacteres; 


104325 104251 40 


108845 108771 40 


3895/92 16S ribosomal RNA, partial sequence 


ia; Actinobacteria; Actinobacteridae; 


Mycobacterium. 
116593 116519 40 


n PYR-1 16S ribosomal RNA, partial sequence 


ria; Actinobacteria; Actinobacteridae; 


Mycobacterium. 
118147 118073 40 


CTC 7910 16S ribosomal RNA, partial sequence 


; Actinobacteria; Actinobacteridae; Ac 


e; Corynebacterium. 
222025 221951 40 


2289 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


226506 226432 40 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
334400 Bacteria_16S 


228013 227939 40 


49005 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


229519 229445 40 


113 gi| 265679001 |ref|NR_029309.1 

complete sequence 92051 93594 
Deferribacterales; Deferribacteraceae; 

113 gi|265678994|ref|NR_029302.1 

sequence 10297 

Corynebacterineae; 

113 gi|265678990|ref|NR_029298.1 

107522 108917 

Actinomycetales; Corynebac 

113 gi| 265678985 |ref|NR_029293.1 

115240 116730 

Actinomycetales; Coryneba 

113 gi|265678984|ref|NR_029292.1 

116781 118270 

tinomycetales; Corynebacte 

113 gi| 265678915 |ref|NR_029223.1 

220659 222097 Mycoba 


113 


113 


113 


ribosomal RNA, partial sequence 


334400 Bacteria_16S 
strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


231027 230953 40 


246546 246472 40 


113 


113 


gi|265678912|ref|NR_029220.1 
225125 226581 Mycobacterium 
Mycobacteri 
gi|265678911|ref|NR_029219.1 
226632 228087 Mycoba 
Corynebacterineae; M 
gi|265678910|ref|NR_029218.1 
228138 229595 Mycobacterium 


Cory 


gi 


229646 23110 


Corynebacterineae; 


gi 


265678909 


265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 


334400 Bacteria_16S 


strain MCRL 0044 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


334400 Bacteria_16S 


strain A288 16S r 


Actinomadura. 


334400 Bacteria_16S 
in YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
334400 Bacteria_16S 
ain NRRL B-24129 16S ribosomal RNA, pa 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 


halotolerans stra 
Corynebacteriacea 


kentuckyensis str 


266051 265977 40 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
334400 Bacteria_16S 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
334400 Bacteria_16S 


269051 268977 40 


343749 343675 40 


405696 405622 40 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


428964 428890 40 


438300 438226 40 


Pseudonocardiaceae; Amycolatopsis. 


334400 Bacteria_16S 


450536 450462 40 


113 


113 


113 


113 


113 


113 


113 


gi 


gi 


gi 


gi 


404351 40583 


Streptosporangineae; 


gi 


gi 


gi 


265678883 


265678881 


265678829 


YU 636-3 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678785 


265678769 
sequence 


265678763 


265678755 


49856 
nomycineae; 


Actinomycetales; 


Corynebacterineae; 


nebacterineae; 


Actinomycetales; 


rtial sequence 
nobacteridae; 


Actinomycetales; 


rtial sequence 
e; Actinomycetales; 


ref |NR_029339.1 
Actinobaculum 


ref|NR_029323.1 
72731 74244 


Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 


Mycobacteri 
ref |NR_029206.1 
245166 246646 
Coryneba 
ref |NR_029189.1 
Pseudonocar 
NR_029187.1 
267723 
Actinomyceta 


ref 


ref|NR_029134.1 
342395 343854 
Frankineae 


ref |NR_029090.1 
0 Actinomadura 
Thermomon 


ref|NR_029074.1 

427586 429077 
Coryneb 
ref|NR_029068.1 
436922 
Pseudo 


Actinomycetaceae; 


Actinobaculum schaalii 
schaalii Bacteria; 
Actinobaculum. 
Pseudonocardia 
Pseudonocardia 


Pseudonocardineae; 


Geovibrio 
Geovibrio 


Geovibrio. 


Tsukamurella pulmonis 


6 104435 Tsukamurella pulmonis 
Tsukamurellaceae; 


Mycobacterium 
Mycobacterium 
terineae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Corynebacterium 
Corynebacterium 
rineae; 


Mycobacterium 
cterium genavense 


Mycobacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Rhodococcus 
Rhodococcus 
cterineae; Nocardiaceae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
donocardineae; 


diaceae; Kutzneria. 
Actinomadura cremea 
269132 Actinomadura 
les; 


Cryptosporangium 
Cryptosporangium 


; Cryptosporangiaceae; 


Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


ref|NR_029060.1 


Saccharothrix 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; S 
334400 Bacteria_16S 


accharothrix. 
461225 461151 40 


113 


gi| 265678744 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 


334400 Bacteria_16S 
strain YIM 31530 


334400 Bacteria_16S 


462753 462679 40 


479452 479378 40 


113 


113 


gi| 265678743 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


gi | 265678732 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 


brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
334400 Bacteria_16S 
boenickei strain 


Mycobacterium. 
334400 Bacteria_16S 
strain DV1140 16S 
Thermotogae; 
334400 Bacteria_16S 


481001 480927 40 


505757 505683 40 


510310 510236 40 


113 


W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


113 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


113 


gi| 265678731 


gi| 265678715 


504361 50587 


gi| 265678712 


caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 


caspium Bacteria; 


Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 


strain FI-0169 16S ribosomal RNA, partial sequence 


531594 531520 40 


Actinobacteria; Actinobacteridae; Act 


113 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium avium complex (MAC). 


334400 Bacteria_16S 


strain CR 16S ribosomal RNA, partial sequence 


537694 537608 28 


113 


gi| 265678698 


530243 53169 
Corynebacterineae; 


gi| 265678694 
536318 53780 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


334400 Bacteria_16S 


aquilae strain S-613 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
334400 Bacteria_16S 


glaucum strain IMMIB R-5091 16S ribosomal RNA, 


glaucum Bacteria; 


553027 552953 40 


580164 580090 40 


Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
334400 Bacteria_16S 
appendicis strain 


581707 581633 40 


608830 608756 40 


Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
334400 Bacteria_16S 


618183 618109 40 


621129 621043 28 


113 


265678684 
55170 


gi 


Actinobacteria; Actinobacteridae; Actinomycetal 


113 gi| 265678666 
partial sequence 
113 gi| 265678665 


113 


113 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


113 


sequence 


gi| 265678646 


IMMIB R-3491 16S ribosomal RNA, partial sequenc 
appendicis Bacteria; Actinobacteria; Actinobacteridae; 


265678640 
61679 
Cory 


gi 


gi| 265678638 


hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


334400 Bacteria_16S 


625590 625516 40 


113 


strain E846 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


334400 Bacteria_16S 
azorensis strain 
Bacteria; Firmicutes; 
334400 Bacteria_16S 


strain gM-1 16S ribosomal RNA, partial sequence 


Clostridia; 


654517 654439 28 


713177 713103 40 


Clostridiales; 


106 


113 


gi| 265678635 
624219 62572 


gi|265678614 


MV1087 16S ribosomal RNA, partial sequence 65316 
Clostridiaceae; 


gi|265678574 
711792 71330 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


334400 Bacteria_16S 


774981 774907 40 


113 


gi| 265678530 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


334400 Bacteria_16S 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Gordonia. 


Gordoniaceae; 
334400 Bacteria_16S 


778107 778033 40 


790353 790279 40 


113 


113 


strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


265678528 
sequence 
Actin 


gi 


ionibacterineae; 


Actinomycetales; 


inomycetales; 


Actinomycetales; 


Actinomyce 


ref|NR_029049.1 


ref|NR_029048.1 


ref |NR_029037.1 
478074 479572 


ref |NR_029036.1 


ref|NR_029020.1 


ref |NR_029017.1 
508981 510331 


ref|NR_029003.1 
4 Mycobacterium 


ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref|NR_028989.1 


ref |NR_028971.1 
578821 580286 
es; Corynebacter 
ref|NR_028970.1 
580337 581817 


ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref |NR_028945.1 
5 618320 Mycoba 
nebacterineae; M 
ref |NR_028943.1 
19766 621178 
Nautiliales; Nau 
ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 
ref |NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028834.1 


a 


eae; Pseudonocar 
ref|NR_028832.1 

776745 778221 
omycetales; Cory 


gi|265678519 


459859 461323 
Actinomycetales; 


Amycolatopsis 
Amycolatopsis 


Pseudonocardineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
Nocardioidaceae; 


Kribbella. 
Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 


479623 481120 Mycobacterium boenickei 


Corynebacterineae; Mycobacteriaceae; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Mycobacterium chimaera 
chimaera Bacteria; 


Mycobacteriaceae; Mycobacterium; 


Caminibacter profundus 


profundus Bacteria; 


Corynebacterium 


3 553077 Corynebacterium aquilae 
Corynebacterineae; Corynebacteriaceae; 


Corynebacterium 
Corynebacterium 
ineae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Corynebacterium 
Corynebacterium 
terineae; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Caloranaerobacter 
naerobacter azorensis 

r. 

Mycobacterium caprae 
caprae Bacteria; 

aceae; Mycobacterium. 
Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Gordonia 

Gordonia 
nebacterineae; 


ref|NR_028823.1 


Gordonia sinesedis 


789013 790486 Gordonia sinesedis Bacteria; 


334400 Bacteria_16S 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 
montefiorense Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; 
334400 Bacteria_ 


strain K24 16S ri 


334400 Bacteria_ 
subroseum strain 


Lentzea. 


334400 Bacteria_16S 


koreensis strain 


Catellatospora. 


334400 Bacteria_16S 
aerocolonigenes strain N 
aerocolonigenes Bacteria; 
Actinosynnemataceae; 
334400 Bacteria_16S 
pretiosum strain C-15003 16S 
Actinosynnema pretiosum 
Pseudonocardineae; Actinosynnemataceae; 
334400 Bacteria_16S 
strain IEGM 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinoba 
334400 Bacteria_16S 
strain 213E 16S ribosomal RNA, partial sequence 


pretiosum subsp. 


Actinomycetales; 


811850 811776 40 


Mycobacterium. 
16S 861998 861924 40 


16S 875550 875476 40 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


Streptosporangium. 
878496 878422 40 


881503 881429 40 


883005 882931 40 


913706 913632 40 


Lechevalieria. 
915264 915190 40 


subsp. pretiosu 


918416 918342 40 


919981 919907 40 


113 


113 


113 


113 


113 


113 


113 


cteridae; Actinomycetales; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


334400 Bacteria_16S 


964767 964693 40 


strain Y9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


334400 Bacteria_16S 
auratinigra strai 
auratinigra Bacte 


1032007 1031933 40 


Micromonosporaceae; Micromonospora. 


334400 Bacteria_16S 
strain LK2-10 16S 


Micromonospora. 


334400 Bacteria_16S 
roseoviolacea str 
roseoviolacea Bac 
Streptosporangiaceae; 
334400 Bacteria_16S 


strain NRRL 15532 


Bacteria; Actinobacteria; 


Nonomuraea. 


334400 Bacteria_16S 


strain DF-32 16S 


Actinobacteria; Actinoba 


Microbispora. 


334400 Bacteria_16S 


strain I-132 16S 


Actinobacteria; Actinoba 
334400 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
334400 Bacteria_16S 
CECT 5990 16S ribosomal RNA, partial sequence 
sphenisci Bacteria; 
Corynebacteriaceae; 
334400 Bacteria_16S 


sphenisci strain 


1048927 1048853 40 


1091038 1090964 40 


Nonomuraea. 
1107577 1107503 40 
16S ribosomal 


1109123 1109049 40 
ribosomal RNA, 


1115211 1115137 40 
ribosomal RNA, 


1116737 1116663 40 
ribosomal RNA, 


1134821 1134747 40 


Corynebacterium. 
1150057 1149971 28 


partial sequence 
cteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


gi 


265678505 


ref 


e; Actinomycetales; 


gi| 265678471 


860647 86213 
donocardineae; 


gi|265678462 


ref 


ref 


0 Amycolatopsis 
Pseudonocardiaceae; Amycolatopsis. 


874217 875635 


NR_028774.1 


NR_028765.1 


NR_028808.1 
810468 
Corynebacterineae; 


CY-7113 16S ribosomal RNA, partial sequence 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangiaceae; 
334400 Bacteria_16S 

strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
334400 Bacteria_16S 
strain NRRL B-16137 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


sequence 


gi 


LM042 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


265678460 


265678458 


265678456 


265678436 


ales; 


ref 


ref 


ref 


ref 
RRL B-3298 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


NR_028763.1 
3 Lentzea flaviverrucosa Bacteria; 
Actinosynnemataceae; 
NR_028760.1 
880129 881579 Lentzea californiensis 
Pseudonocardineae; 


NR_028758.1 
881630 883139 Catell 
Micromonosporineae; 


NR_028738.1 
912332 


n TT1-11 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Mycobacterium 
811984 Mycobacterium 


Amycolatopsis sacchari 
sacchari Bacteria; 


Streptosporangium 
Streptosporangium 


Streptosporangineae; 


Lentzea flaviverrucosa 


Lentzea. 
Lentzea californiensis 


Actinosynnemataceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 
Actinosynnema 


913891 915394 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 


Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Micromonospora 

4 Micromonospora 

osporineae; 


Actinomycetales; Pseu 
113 gi|265678435|ref|NR_028737.1 
ribosomal RNA, partial sequence 
m Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnema. 

113 gi| 265678433 |ref|NR_028735.1 
917039 91855 

Corynebacterineae; Gordoniacea 

113 gi| 265678432 |ref|NR_028734.1 
918602 92011 

Corynebacterineae; Gordoniacea 

113 gi| 265678402 |ref|NR_028704.1 
963457 96488 

Corynebacterineae; Nocardiacea 

113 gi| 265678357 |ref|NR_028659.1 

1030633 103211 

Actinomycetales; Micromon 

113 gi|265678346|ref|NR_028648.1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


113 


113 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


113 


113 


113 


113 


113 


strain AAFu3 16S ribosomal RNA, partial sequence 


Deferribacteres; 


Deferribacterales; 


Deferribacteraceae; 


Kine 


Kine 


1047573 10490 


gi| 265678316 


ain A-5 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


gi| 265678304 


gi| 265678303 


1107766 11092 
Stre 


gi| 265678299 


1113840 11153 
osporiineae; K 


gi| 265678298 


1115364 11168 
osporiineae; K 


gi| 253680767 


gi| 253680757 


11062 
Streptos 


ref 


ref 


ref 


ref 


ref 


ref 


R 


1089685 109113 
e; Actinomycet 


17 1107715 Nonomu 


07 Microbispora 
ptosporanginea 


133500 113488 
Actinobacteria; Actinobacteridae; Actinomycetales 


; Micromonos 


NR_028618.1 
ales; Strept 
NR_028606.1 
porangineae; 
NR_028605.1 
e; Streptosp 
NR_028600.1 


ineosporiace 
NR_028599.1 


ineosporiace 
NR_028015.1 


; Corynebact 


ref 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 
omonosporineae 


poraceae; 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 

Corynebacterium 
1 Corynebacterium 
erineae; 


NR_028005.1 


Geovibrio thiophilus 


1148654 1150127 Geovibrio thiophilus Bacteria; 


Geovibrio. 


334400 Bacteria_16S 


multipartita DSM 


Nakamurella. 


334400 Bacteria_16S 
SM 17244 16S ribosomal RNA, partial sequence 
stercorihominis DSM 17244 Bacteria; 
334400 Bacteria_16S 


stercorihominis D 


colombiense DSM 1 
12261 Bacteria; S 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


334400 Bacteria_16S 


strain 13.4 16S r 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


334400 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


334400 Bacteria_16S 


strain LM 161 16S 


1162091 1162017 40 


1183327 1183257 36 


1201444 1201374 43 


1236216 1236142 40 


Mycobacterium. 
1246813 1246739 40 


1257254 1257180 40 


1281180 1281106 40 


1300740 1300666 40 
ribosomal RNA, 


Firmicutes; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
334400 Bacteria_16S 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


113 


106 


112 


113 


113 


113 


113 


113 


complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


334400 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


334400 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


strain LM 036 16S 
spheniscorum stra 


spheniscorum Bact 
Corynebacteriacea 


334400 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


334400 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


334400 Bacteria_16S 


caeruleus subsp. 
Actinomycetales; 


strain JCM3369 16 


1333007 1332933 40 
29 Bacteria; Thermotogae; 
1351354 1351280 40 
1440605 1440531 40 


1451268 1451194 40 


e; Corynebacterium. 
1452731 1452657 40 


e; Micromonospora. 


1490655 1490581 40 


1495113 1495039 40 


1528180 1528106 40 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


gi 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Clostridia; 


gi 


2261 16S ribosomal RNA, partial sequence 
ynergistetes; Synergistia; Synergistales; 
334400 Bacteria_16S i 


gi 


gi 


1245479 12468 


gi 


16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycetales; 


gi 


1279854 12812 


gi 


1299363 13008 


ain BI429 16S ribosomal RNA, partial sequence 


228721225 
11607 


228717350 


228715386 


12000 


219878254 


219857484 


219857144 


219846091 


219846779 


ref 


ref 


RR 


Clostridiales; 


ref 


61 1201579 Amino 


Synergistaceae; Aminob 


ref 


strain DSM 44346 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; C 


ref 


80 Amycolatopsis 


ref 


ref 


ref 


Fr 


NR_027604.1 


39 1162206 Nakamu 
ankineae; Na 


NR_027562.1 


181973 118343 
Eubact 


NR_027531.1 


NR_025393.1 
123486 
NR_025072.1 


Pseudonocar 
NR_024772.1 


Cc 


NR_025681.1 


10 Aeromicrobium 
Propioni 


bacterineae; 


NR_026371.1 


Propionibacterineae; Nocardioi 

113 gi|228721494|ref|NR_027617.1 
1331586 133309 

Thermotogales; Thermotogaceae; Thermos 
113. gi| 228720546 |ref|NR_027594.1 


113 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
334400 Bacteria_16S 


113 


113 


113 


113 


113 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


334400 Bacteria_16S 


strain JCM3146 16 


1529692 1529618 40 


113 


S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


334400 Bacteria_16S 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


334400 Bacteria_16S 
ain IMSNU 22003 16S ribosomal 
teria; Actinobacteria; Actinobacteridae; 


matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


1531204 1531130 40 


Actinomadura. 
1532733 1532659 40 


ae; 


e; Micromonospora. 


334400 Bacteria_16S 


1535728 1535654 40 


113 


113 


113 


1349993 13514 


gi 


1439230 14407 


gi 


in PG 39 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae 


gi 


n AA459 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. caeruleu 
Micromonosporineae; Micromonosporaceae; 
334400 Bacteria_16S 


gi 


1526835 15282 
Streptosporangineae; 


gi 


1528339 15297 
Streptosporanginea 


gi 


gi 


gi 


224581428 


224581420 


224581419 


219846947 


14892 


219846703 


219857435 


219857434 


219857433 


sequence 


219857427 


219857414 


ref 


ref 


; Actinomycetales; 


ref 


1451367 14528 
Actinomycetal 


ref 


ref 


RNA, partia 
s Bacteria; Actinobacteria; Actinobacteridae; 
Couchioplane 


ref 


88 Actinomadura 


ref 


ref 


1529847 15313 
Actinomycetale 


ref 


RNA, partial sequence 
Actinomycet 


ref 


1449903 14513 
Coryneb 


NR_027210.1 


Actinosynne 
NR_027201.1 
1 


NR_027200.1 
4 


es; Micromon 


NR_026539.1 


76 1490698 Coryne 
Coryneba 


cterineae; C 


NR_026295.1 
1 sequence 


Ss. 
NR_025023.1 


Thermomon 
NR_025022.1 


e; Thermomon 
NR_025021.1 
0 
s; Streptosp 
NR_025015.1 

153.135 
ales; 


b 


fo} 


G 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Aminobacterium 
acterium colombiense DSM 
acterium. 
Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacterineae; 


orynebacteriaceae; 
Aeromicrobium marinum 
marinum DSM 15272 


Nocardioidaceae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Thermosipho 

7 Thermosipho 

ipho. 
Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
Corynebacterineae; 


ordoniaceae; Gordonia. 
Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Corynebacterium 

6 Corynebacterium 

acterineae; 


Micromonospora 
3 Micromonospora 
osporineae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 
Couchioplanes 


1493762 1495216 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Micromonospora 
9 1532864 Micromonospora 


Micromonosporineae; 


NR_025002.1 


Actinomadura vinacea 


strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


334400 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
334400 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
334400 Bacteria_16S 


1537237 1537163 40 


Saccharothrix. 
1543470 1543396 40 


Actinokineospora. 
1561391 1561317 40 


113 


113 


113 


gi 


NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


gi 


NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


gi 


219857378 


219857374 


219846147 


canariasense strain 502329 16S ribosomal RNA, partial sequence 


canariasense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
334400 Bacteria_16S 1564324 1564250 40 


pretoriensis strain NRRL B-24133 16S ribosomal 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
334400 Bacteria_16S 1574886 1574812 40 
strain MK27-91F2 


334400 Bacteria_16S 1576412 1576338 40 


113 


113 


113 


gi 


gi 


gi 


219846103 


RNA, partial sequence 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219856867 


strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


334400 Bacteria_16S 1663333 1663259 40 


philippinense strain A 80407 16S ribosomal RNA, partial 
philippinense Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Kibdelosporangium. 
334400 Bacteria_16S 1664873 1664799 40 
aridum subsp. 
Kibdelosporangium aridum subsp. 
Actinomycetales; Pseudonocardineae; 
334400 Bacteria_16S 1666397 1666323 40 
albatum strain R 


Kibdelosporangium. 


334400 Bacteria_16S 1673966 1673892 40 


vancoresmycina strain ST101170 16S ribosomal RNA, parti 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
334400 Bacteria_16S 1675489 1675415 40 


balhimycina strain DSM 44591 16S ribosomal RNA, partial 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
334400 Bacteria_16S 1676988 1676914 40 


keratiniphila subsp. nogabecina strain DSM 44586 16S ri 


Amycolatopsis keratiniphila subs 
Actinomycetales; Pseudonocardineae; 


334400 Bacteria_16S 1678505 1678431 40 


decaplanina strain DSM 44594 16S ribosomal RNA, partial 


113 


113 


largum 


113 


113 


113 


113 


gi 


gi 


largum strain SKF-AAD-609 16S ribosomal R 


Pseudonocardiaceae; 


gi 


761-7 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


gi 


gi 


219878433 
sequence 


219878432 


219878431 
nce 16650 
ales; Pseu 


219878426 
al sequenc 
Actino: 


219878425 
sequence 


Actinomyc 


219878424 


sequenc 
Actinomyce 


sequenc 


Actinomyce 


Actinomy 


Actinomy 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


NA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Kibdelosporangium. 


ref 


dono 


ref 


myce 


ref 


etal 


ref 


bosomal RNA, partial seque 


tales; 


e 1542095 154360 


tales; Pseudonocardineae; 


1560055 156148 


cetales; Corynebacterineae; 


cetales; 


1661967 166345 
Actinomycetales; 


31 1666519 Kibdel 


e 1672599 167407 


Pseudonocardineae; 


1674127 167557 


NR_024966.1 


NR_024962.1 


NR_025737.1 


NR_025693.1 
156296 


NR_024687.1 


NR_024686.1 


NR_025572.1 


NR_025571.1 


NR_025570.1 
cardineae; P 
NR_025565.1 
tales; 
NR_025564.1 
Pseudono 


es; 


NR_025563.1 


Saccharothrix 


e 1535864 1537375 Saccharothrix 
Pseudonocardineae; 


Actinokineospora 
6 Actinokineospora 


Mycobacterium 
7 Mycobacterium 


Amycolatopsis 
4 1564361 Amycolatopsis 


Pseudonocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
Actinosynnemataceae; 


Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Kibdelosporangium 
6 Kibdelosporangium 


Pseudonocardineae; 


Kibdelosporangium 
1663507 1664980 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 
6 Amycolatopsis 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 1675626 1677096 


p-. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


113 


Pseudonocardiaceae; 


gi 


decaplanina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
334400 Bacteria_16S 1680026 1679952 40 
strain MG 417-CF 


Amycolatopsis. 
334400 Bacteria_16S 
rhodesiae strain 


1727352 1727278 40 


17 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


113 


113 


gi 


sequence 


gi 


DSM 44223 16S ribosomal RNA, partial s 


Amycolato 

219878423 
sequence 

Actinomyc 


219878422 
16786 


ales; Pseu 


219878390 
equence 


rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacteriaceae; Mycobacterium. 

334400 Bacteria_16S 1728891 1728817 40 
strain DSM 44222 
334400 Bacteria_16S 1730427 1730353 40 
strain DSM 44515 


334400 Bacteria_16S 1731940 1731866 40 


moriokaense strain DSM 44221 16S ribosomal RNA, partial 


113 


113 


113 


gi 


gi 


gi 


moriokaense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
334400 Bacteria_16S 1747229 1747155 40 


113 


gi 


219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 
219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


nebacterin 

219878387 
sequence 

Actinomyc 


219878376 


psis 
ref 


etal 
ref 
dono 
ref 
ales 
ref 


eae; 
ref 


eae; 
ref 


etal 


ref 


namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 


namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; Actinomadura. 


1677147 167861 


61 1680145 Amycol 


1725987 172747 


13 Mycobacterium 


19 Mycobacterium 


1730570 173206 


NR_025562.1 
es; Pseudono 
NR_025561.1 
cardineae; P 
NR_025529.1 
; Corynebact 


NR_025528.1 


Mycobacteri 
NR_025527.1 


Mycobacteri 
NR_025526.1 


es; Coryneba 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Actinomadura 


NR_025515.1 


1745863 1747300 Actinomadura 


Streptos 


porangineae; 


334400 Bacteria_16S 


strain SPR2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


334400 Bacteria_16S 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


felinum Bacteria; 


1759495 1759421 40 


1771438 1771364 40 


Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 


strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


334400 Bacteria_16S 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 18156 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Kibdelosporangium. 
334400 Bacteria_16S 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


1810872 1810798 40 


1817011 1816937 40 


1859589 1859515 40 


Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


334400 Bacteria_16S 


halophila strain DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Saccharomonospora. 


Pseudonocardiaceae; 
334400 Bacteria_16S 
strain DSM 13256, 


1867310 1867236 40 


1887296 1887222 40 


1917331 1917257 40 


113 


113 


113 


113 


113 


113 


113 


113 


16S ribosomal RNA, partial sequence 


gi| 219878366 
1758120 17596 


gi|219878357 


gi|219878329 
1809512 18109 


gi|219878325 


gi|219878295 
sequenc 


gi|219878290 
18659 


gi|219878274 


gi|219878250 
19159 


Actinomycetales; 


ref|NR_025505.1| Gordonia sihwensis 
18 Gordonia sihwensis Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_025496.1| Corynebacterium 
1770072 1771486 Corynebacterium 
es; Corynebacterineae; 
ref|NR_025468.1| Gordonia westfalica 
89 Gordonia westfalica Bacteria; 
Gordoniaceae; Gordonia. 
ref|NR_025464.1| Kibdelosporangium 
46 1817129 Kibdelosporangium aridum 


Pseudonocardineae; Pseudonocardiaceae; 


ref |NR_025434.1| Corynebacterium 
e 1858220 1859701 Corynebacterium 
Corynebacterineae; 


ref|NR_025429.1| Asanoa ishikariensis 
35 1867442 Asanoa ishikariensis Bacteria; 
neae; Micromonosporaceae; Asanoa. 
ref|NR_025413.1| Saccharomonospora 

1885917 1887421 Saccharomonospora 
ales; Pseudonocardineae; 


ref|NR_025389.1| Thermosipho geolei 
11 1917433 Thermosipho geolei Bacteria; 


Thermotogae; 
334400 Bacteria_ 


Thermotogales; Thermotogaceae; Thermosipho. 
113 gi| 219878244 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partia 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 


16S 1926551 1926477 40 


1 sequen 
Actinomy 


ref 


ce 1925173 192664 
cetales; 


NR_025383.1 


Amycolatopsis 
6 Amycolatopsis 


Pseudonocardineae; 


334400 Bacteria_16S 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


Pseudonocardiaceae; 
334400 Bacteria_16S 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


1950980 1950906 40 


1954000 1953926 40 


Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 


variabile strain DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


2031554 2031480 40 


Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 


smegmatis strain ATCC 19420 16S ribosomal RNA, 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


Mycobacteriaceae; 
334400 Bacteria_16S 


simulans strain UCL553 16S ribosomal RNA, partial sequence 20362 


2034567 2034493 40 


2037641 2037567 40 


113 


113 


113 


113 


113 


partial sequence 


gi|219878228 


Actinomy 


gi|219878226 


gi|219878175 


gi|219878172 


gi|219878170 


ref|NR_025367.1| Pseudonocardia 
1949601 1951112 Pseudonocardia 
cetales; Pseudonocardineae; 


ref|NR_025365.1| Corynebacterium 
1952641 1954047 Corynebacterium 
tales; Corynebacterineae; 


ref|NR_025314.1| Corynebacterium 
2030195 2031630 Corynebacterium 
ales; Corynebacterineae; 


ref|NR_025311.1| Mycobacterium 
2033216 2034702 Mycobacterium 
ales; Corynebacterineae; 


ref|NR_025309.1| Corynebacterium 
84 2037751 Corynebacterium simulans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
334400 Bacteria_16S 


elephantis strain DSM 44368 16S ribosomal RNA, 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 


Mycobacteriaceae; 
334400 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
334400 Bacteria_16S 


aquiterrae strain GW-9 1 
Bacteria; Actinobacteria; 


Nocardioides. 
334400 Bacteria_16S 
pinnipedii strain 


334400 Bacteria_16S 


6482 1 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


2053258 2053184 40 


2091349 2091275 40 


2100504 2100430 40 


2112740 2112666 40 


2129412 2129338 40 


113 


113 


113 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


113 


6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


113 


partial sequence 


gi|219878157 


gi|219878129 
sequence 


gi|219878122 


gi| 219857660 


gi|219857649 


Actinomycetales; 


ref|NR_025296.1| Mycobacterium 
2051875 2053391 Mycobacterium 
Corynebacterineae; 


ref|NR_025268.1| Mycobacterium 
2089993 2091437 Mycobacterium 
Corynebacterineae; 


ref|NR_025261.1| Nocardioides 


2099138 2100621 Nocardioides aquiterrae 
Propionibacterineae; 


Nocardioidaceae; 


ref|NR_025249.1| Mycobacterium 


2111381 2112761 Mycobacterium pinnipedii 
Corynebacterineae; Mycobacteriaceae; 


africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 


ref |NR_025238.1| Mycobacterium 
2128040 2129472 Mycobacterium 


334400 Bacteria_16S 


scrofulaceum strain ATCC 


Mycobacteriaceae; 
334400 Bacteria_16S 
tokaiense strain ATCC 27 
tokaiense Bacteria; 
Mycobacteriaceae; 
334400 Bacteria_16S 
poriferae strain ATCC 35 
poriferae Bacteria; 
Mycobacteriaceae; 
334400 Bacteria_16S 
strain ATCC 19422 16S ri 
Bacteria; Actinobacteria 
Mycobacterium; Mycobacte 
334400 Bacteria_16S 
strain ATCC 51384 16S ri 
Actinobacteria; Actinoba 
334400 Bacteria_16S 
palatopharyngis strain 1 
palatopharyngis Bacteria 
Pseudonocardiaceae; Amyc 
334400 Bacteria_16S 
strain YIM 90001 16S rib 


Actinobacteria; Actinoba 
2165604 2165530 40 


334400 Bacteria_16S 
strain ATCC 927 16S ribo 
Actinobacteria; Actinoba 
334400 Bacteria_16S 
aetherivorans strain 10b 
aetherivorans Bacteria; 

Nocardiaceae; Rhodococcu 
334400 Bacteria_16S 
viridans strain MPL-11 1 
Bacteria; Firmicutes; La 
334400 Bacteria_16S 
fermentum strain Z-7984 

Bacteria; Firmicutes; Ba 
334400 Bacteria_16S 


Nocardiaceae; Rhodococcu 
334400 Bacteria_16S 
strain NRCM 00-25 


334400 Bacteria_16S 


334400 Bacteria_16S 


Tsukamurellaceae; Tsukam 
334400 Bacteria_16S 
strain DSM43926 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


334400 Bacteria_16S 


Actinomadura. 
334400 Bacteria_16S 
strain LMG S-1926 


Corynebacterium. 
334400 Bacteria_16S 
strain FI-13295 1 


334400 Bacteria_16S 
gottschalkii Bacteria; 


Anaerobranca. 
334400 Bacteria_16S 


Acti 


Acti 


2130891 2130817 40 
19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
2132396 2132322 40 


282 16S 


087 16S 


bosomal 


bosomal 


Bdz 16S 


2174725 2174651 40 


Ss. 


2186898 2186821 36 
6S ribosomal 
ctobacillales; 
2191502 2191425 36 


2195962 2195888 40 
maanshanensis strain M712 16S ribosomal RNA, partial se 
maanshanensis Bacteria; Actinobacteria; Actinobacterida 


Ss. 


2218643 2218569 40 
5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
2233802 2233728 40 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
2306895 2306821 40 
strandjordii strain ATCC BAA-173 16S ribosomal 
strandjordii Bacteria; Actinobacteria; Actinobacteridae 


urella. 


2309941 2309867 40 


2311447 2311373 40 
strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2325155 2325081 40 
4 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


2328170 2328096 40 
6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
2397743 2397673 36 
gottschalkii strain LBS3 16S ribosomal RNA, partial seq 
Firmicutes; 


2422385 2422311 40 


; Actinobacteridae; Actinomycet 
rium tuberculosis complex. 
2136930 2136856 40 


cteridae; Actinomycetales; Cory 
2139974 2139900 40 


; Actinobacteria; Actinobacteri 


olatopsis. 
2150545 2150471 40 


cillales; 


113 gi 


113 
ribosomal RNA, 


gi 
partial 


nobacteria; Actinobacteridae; Act 
Mycobacterium. 
2133899 2133825 40 


113 
ribosomal RNA, 


gi 
partial 


nobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
2135412 2135338 40 


113 gi 
RNA, partial sequence 


113 gi 
RNA, partial sequence 


113 
ribosomal RNA, 


gi 
partial 


213. gi 


106 gi 


Clostridia; Clostrid 


219857648 
sequenc 
Actinomy 


219857647 
sequence 
inomycet 


219857646 
sequence 


219857645 
21340 
ales; Cory 
219857644 
21355 
nebacterin 
219857642 
sequence 


23238 
ales; 


219857511 


219857462 
uence 


iales; Clo 


113 gi 


ref 
ceta 
ref 
ales; 
ref 
ales; 
ref 
neba 
ref 


eae; 
ref 


ref 


nebacterineae; 
ref 


219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


ref 


les; 


NR_0252 


2131039 21324 


NR_0252 
132540 21339 


2 


2138615 21400 


67 2325209 Coryne 
Corynebacterineae; 


2396386 23978 


stridiales Fami 


NR_025237.1 
e 2129523 21309 
Coryne 
36.1 
Corynebac 
35.1 
Corynebac 
NR_025234.1 


40 2135523 Mycoba 
cterineae; Mycobacteriaceae; 


NR_025099.1 
77 Mycobacterium 
Mycobacteri 
NR_025050.1 


NR_025033.1 


8 


8 


8 


NR_025233.1 
74 2137022 Mycoba 
Mycobacteri 
NR_025231.1 


4 


Cc 


1 
1 


Mycobacterium 
8 Mycobacterium 


bacterineae; 


Mycobacterium 
9 Mycobacterium 


terineae; 


Mycobacterium 
9 Mycobacterium 


terineae; 


Mycobacterium microti 
cterium microti 


Mycobacterium brumae 

cterium brumae Bacteria; 

aceae; Mycobacterium. 
Amycolatopsis 

1 Amycolatopsis 


dae; Actinomycetales; Pseudonocardineae; 

113 gi|219857635|ref|NR_025224.1| Prauserella halophila 
osomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
cteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 

113 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 
somal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
cteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

113 gi|219857619|ref|NR_025208.1| Rhodococcus 
c312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

113 gi|219857608|ref|NR_025197.1| Carnobacterium 

RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Carnobacteriaceae; Carnobacterium. 
Le3 gi|219857605|ref|NR_025193.1| Amphibacillus 
16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacillaceae; Amphibacillus. 

Lr3 gi|219857602|ref|NR_025190.1| Rhodococcus 
quence 2194621 2196031 Rhodococcus 
e; Actinomycetales; Corynebacterineae; 

113 gi| 219857587 |ref|NR_025175.1| Mycobacterium lacus 

2217272 2218741 Mycobacterium lacus Bacteria; 

nebacterineae; Mycobacteriaceae; Mycobacterium. 

113 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 

2232422 2233905 Gordonia namibiensis Bacteria; 
nebacterineae; Gordoniaceae; Gordonia. 

113 gi|219857525|ref|NR_025113.1| Tsukamurella 

RNA, complete sequence 2305517 2307028 Tsukamurella 
; Actinomycetales; Corynebacterineae; 
113 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
6S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
113 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
2310109 2311529 Actinomadura mexicana Bacteria; 
Streptosporangineae; Thermomonosporaceae; 
113 gi|219857513|ref|NR_025101.1| Corynebacterium casei 


bacterium casei 
orynebacteriaceae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Rhodococcus 


2421026 2422502 Rhodococcus 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

334400 Bacteria_16S 2497662 2497588 40 113 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

334400 Bacteria_16S 2531109 2531039 36 106 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
334400 Bacteria_16S 2594870 2594796 40 113 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
334400 Bacteria_16S 2610185 2610111 40 ELS gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
334400 Bacteria_16S 2611758 2611684 40 113 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
334400 Bacteria_16S 2613285 2613211 40 113 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


334400 Bacteria_16S 2640874 2640800 40 113 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
334400 Bacteria_16S 2656031 2655957 40 113 gi|219857221|ref|NR_024849.1| Corynebacterium 


thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
334400 Bacteria_16S 2657548 2657474 40 113 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
334400 Bacteria_16S 2659072 2658998 40 113 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 
334400 Bacteria_16S 2660592 2660518 40 £13. gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 
334400 Bacteria_16S 2693521 2693447 40 113 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 
334400 Bacteria_16S 2725112 2725038 40 L13. gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
334400 Bacteria_16S 2751864 2751790 40 i13 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 
334400 Bacteria_16S 2753360 2753286 40 113 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
334400 Bacteria_16S 2754856 2754782 40 113 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
334400 Bacteria_16S 2795572 2795498 30 104 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 
334400 Bacteria_16S 2796977 2796903 40 113 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
334400 Bacteria_16S 2798498 2798424 40 113 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
334400 Bacteria_16S 2800020 2799946 40 113 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


334400 Bacteria_16S 


strain IFO 13911 


strain IFO 14915 


strain IFO 12512 


334400 Bacteria_16S 2 
campanulatus strain IFO 12511 16S ribosomal RNA, partial 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; 


2801543 2801469 40 


2803064 2802990 40 


2804585 2804511 40 


2806107 2806033 40 


e; Actinoplanes. 
2807629 2807555 40 


e; Actinoplanes. 
2809151 2809077 40 


Micromonosporaceae; Actinoplanes. 


334400 Bacteria_16S 2 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiac 


334400 Bacteria_16S 


strain JCM 3166 1 


Planobispora. 


334400 Bacteria_16S 


parontospora subs 


Actinomycetales; 


334400 Bacteria_16S 


strain IFO 12702 

strain IHB1 16S r 
Thermotogae; Ther 
strain JCM 9312 1 


Catenuloplanes. 


334400 Bacteria_16S 
n K95-5561 16S ribosomal RNA, 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


334400 Bacteria_16S 


strain SJS0289-JS 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


334400 Bacteria_16S 


IFO 16102 16S rib 


2819694 2819620 40 


eae; Planomonospora. 
2821187 2821113 40 


2822681 2822607 40 
p- 


Streptosporangineae; 
2827181 2827107 40 


2828765 2828691 40 


2830255 2830181 40 


2891868 2891794 40 


e; Actinoplanes. 
2907041 2906967 40 


2938892 2938818 40 


Actinoalloteichus. 
2940411 2940337 40 


e; 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 
334400 Bacteria_16S 


osomal RNA, partial sequence 


113 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
334400 Bacteria_16S 


113 


113 


113 


in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


113 


2 
in IFO 14913 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


113 


113 


113 


113 


gi| 219857116 


gi|219857115 
gi|219857114 


gi|219857113 


gi|219857112 


gi|219857111 


gi| 219856911 


gi| 219856910 


Streptosporang 


gi| 219856909 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 


omonospori 
1 sequence 
7 


Actinomy 


sequence 
Actinomy 


sequence 
Actinomy 


sequence 
Actinomycetales; 


ref 
01659 
neae; 
ref 
16S ribosomal RNA, partial sequence 2801710 2803180 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
334400 Bacteria_16S 


neae; 
ref 
16S ribosomal RNA, partial sequence 2803231 2804701 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
334400 Bacteria_16S 
derwentensis stra 
derwentensis Bact 
Micromonosporacea 
334400 Bacteria_16S 
consettensis stra 
consettensis Bact 
Micromonosporacea 


neae; 
ref 


ref 
cetales; 
ref 
cetales; 


ref 


ref 
6S ribosomal RNA, partial sequence 2819828 2821270 
Actinobacteria; Actinobacteridae; Actinomycetales; ineae; 
ref 

pa 


Actinoplanes 


Actinoplanes 


Actinoplanes 


NR_024744.1 


NR_024740.1 


2806275 280774 


NR_024739.1 


2807796 280926 


Planobispora 


NR_024732.1 
2818334 281977 


NR_024731.1 


NR_024730.1 
rtial sequence 


Actinoplanes italicus 


italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 
NR_024743.1 


Actinoplanes humidus 


humidus Bacteria; 
Micromonosporaceae; Actinoplanes. 
NR_024742.1 


Actinoplanes digitatis 


digitatis Bacteria; 

Micromonosporaceae; Actinoplanes. 
NR_024741.1 
2804752 280622 
cetales; 


Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Actinoplanes 
5 Actinoplanes 


Micromonosporineae; 


Actinoplanes 
7 Actinoplanes 


Micromonosporineae; 


Planomonospora 
7 Planomonospora 


Streptosporangineae; 


Planobispora rosea 


rosea Bacteria; 
Streptosporangiaceae; 


Planomonospora 
2821321 2822766 


antibiotica Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 


113 


113 


ria; Actinobacteria; Actinobacteridae; 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
334400 Bacteria_16S 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


113 gi|219856904|ref|NR_024725.1 
omonosporineae; Micromonos 

113 gi|219856862|ref|NR_024681.1 
partial sequence 2890502 289195 
Actinomycetales; Micromon 

113 gi|219856852|ref|NR_024671.1 
2905666 2907143 Willia 

ebacterineae; Williamsiac 

113 gi ref |NR_024650.1 


113 


gi| 219856906 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
334400 Bacteria_16S 


gi| 219856905 
2827347 28288 


6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


n 
219856831 
1 sequence 
; Actinomy 
gi| 219856830 
2939058 29405 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


334400 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


334400 Bacteria_16S 
YU655-43 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


334400 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


2941932 2941858 40 


e; Virgisporangium. 
2943448 2943374 40 


e; Virgisporangium. 
2944964 2944890 40 


334400 Bacteria_16S 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 


2987512 2987438 40 


113 


113 


113 


113 


gi| 219856829 


n YU438-5 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 
gi| 219856828 


gi| 219856827 


n YU 720-21 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


gi| 219846932 


Plano: 


Sp 


re 


re 


re 


re 


re 


re 


re 


cetales; 


eae; 


etales; 


ales; 


etales; 


monospora. 


£|NR_024727.1 


2937540 29390 


£|NR_024649.1 
28 Lentzea albida Bacteria; 
Actinosynne 
£|NR_024648.1 


2940579 29420 


£|NR_024647.1 


2942098 29435 


£|NR_024646.1 


2943614 29450 


£|NR_026524.1 
2986156 2987629 Rhodococcus 


Pseudon 


Micromon 


Micromonos 


Frankine 


s 


0 


4 


6 


7 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
orichthyaceae; 
£|NR_024726.1 
49 Thermosipho japonicus Bacteria; 


porichthya. 
Thermosipho japonicus 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lentzea albida strain 


mataceae; Lentzea. 
Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Rhodococcus 


wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rho 


dococcus. 


334400 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 


Nocardioidaceae; 


334400 Bacteria_16S 
polyisoprenivoran 
polyisoprenivoran 
Gor 
334400 Bacteria_16S 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
334400 Bacteria_16S 
gifhornensis strain HR1- 


Gordoniaceae; 


3013317 3013243 40 


Marmoricola. 
3023898 3023824 40 


donia. 
3040626 3040552 40 


3103940 3103866 40 


Micromonosporaceae; Verrucosispora. 


334400 Bacteria_16S 
riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 
334400 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


334400 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


334400 Bacteria_16S 
ain CCUG 36622 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacteridae; 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


334400 Bacteria_16S 
train DSM 44291 16S ribosomal 
acteria; Actinobacteria; Actinobacterida 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


334400 Bacteria_16S 
23 16S ribosomal RNA, partial 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


334400 Bacteria_16S 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


strain DSM 43678 


strain DSM 43764 


Actinomadura. 


334400 Bacteria_16S 


strain DSM 43067 


Actinomadura. 


334400 Bacteria_16S 


strain DSM 44140 


strain DSM 43039 


strain DSM 43151 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


334400 Bacteria_16S 


strain DSM 44183 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


3120569 3120495 40 


Corynebacterium. 
3149005 3148931 40 


e; 


3206889 3206815 40 


3208413 3208339 40 


e; Corynebacterium. 
3214388 3214314 40 


e; Corynebacterium. 
3215910 3215836 40 


3250732 3250658 40 


3253730 3253656 40 


3255227 3255153 40 


3322035 3321961 40 


3332714 3332640 40 


3334209 3334135 40 


3335703 3335629 40 


e; Actinoplanes. 
3337199 3337125 40 


3338709 3338635 40 


Mycobacterium. 


334400 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 


3340221 3340147 40 


51 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetal 


113 


113 


113 


113 


113 


Corynebacte 
113 gi|219846823|ref|NR_026415.1 
sequence 3147642 3149116 Coryne 


113 


113 


Actinomycetales; Coryne 

113 gi|219846778|ref|NR_026370.1 
RNA, partial sequence 321302 
e; Actinomycetales; Cory 

113 gi|219846777|ref|NR_026369.1 
sequence 3214549 3216020 Coryne 
es; Corynebacterineae; C 

113 gi|219846754|ref|NR_026346.1 
Streptosporangineae; Streptosp 

113 gi|219846752|ref|NR_026344.1 
Streptosporangineae; Thermomon 

113 gi|219846751|ref|NR_026343.1 


113 


113 


113 


113 


113 


113 


113 


gi 


gi 


gi 


gi 


gi 


gi 


S-8 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


gi 


acteria; Actinobacteridae; Actinomycetal 


Strept 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


al 


219846915 
n BC361 16S ribosomal RNA, partial sequence 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
219846908 
s strain Kd2 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; C 


219846896 


219846853 
2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 


219846842 
MMZ 2415 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846784 


219846783 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
334400 Bacteria_16S 219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
334400 Bacteria_16S 219846696 
16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
334400 Bacteria_16S 

in DSM 43805 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


Micromonos 
219846695] ref |NR_026287.1 
sequence 3334351 333579 


219846694 
16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
334400 Bacteria_16S 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


219846693 


ref|NR_026507.1 
3011945 301344 


ref|NR_026500.1 


sequence 3022528 302398 


ref|NR_026488.1 
Gordoniacea 
NR_026445.1 
102586 310404 
Actinomycetales; Micromo 


ref 


Ww 


ref|NR_026434.1 


119211 312059 


w 


es; Corynebacterineae; C 


ref|NR_026376.1 
3205525 3207001 Coryne 
es; Corynebacterineae; C 
ref|NR_026375.1 
1 sequence 3207052 320851 


osporangineae; Thermomon 


ref |NR_026297.1 


Gordoniacea 
NR_026289.1 


bacterineae; 
ref 


Micromonos 


ref|NR_026288.1 


Actinomycetales; Micromo 


ref |NR_026286.1 
bacterineae; Mycobacteri 
ref|NR_026285.1 
sequence 3337354 333881 
Actinomycetales; Coryne 


219846692 


Marmoricola 
1 Marmoricola 
bacterineae; 


Gordonia 
4 Gordonia 


orynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Verrucosispora 

7 Verrucosispora 

nosporineae; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Actinomadura kijaniata 


26 Actinomadura kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


21 Actinomadura madurae Bacteria; 


osporaceae; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
3 Mycobacterium 
bacterineae; 


ref|NR_026284.1 


333886 


Mycobacterium 
4 3340325 Mycobacterium 


austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


334400 Bacteria_16S 


DSM 803 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 
334400 Bacteria_16S 


longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
334400 Bacteria_16S 
claviforme strain 


3341744 3341670 40 


3367858 3367784 40 


Streptosporangium. 
3369356 3369282 40 


DSM 44127 16S ribosomal RNA, 


113 


113 


113 


gi 


gi 


gi 


partial 


claviforme Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
334400 Bacteria_16S 


carneum strain DSM 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


carneum Bacteria; 
Streptosporangiaceae; 
334400 Bacteria_16S 

album strain DSM 


Streptosporangium. 
334400 Bacteria_16S 
strain DSM 44015 


334400 Bacteria_16S 
amycolatum strain 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangium. 
3370854 3370780 40 


Streptosporangium. 
3372351 3372277 40 


3381508 3381434 40 


3432535 3432461 40 


113 


113 


113 


113 


gi 


gi 


gi 


complete sequence 


gi 


CIP 103452 16S ribosomal RNA, partial 


amycolatum Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 


pilosum strain ATCC 29592 16S ribosomal RNA, partial se 


pilosum Bacteria; 


3435341 3435267 40 


Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 
strain DSM 43205 


334400 Bacteria_16S 
strain : DSM43338 


334400 Bacteria_16S 
strain DSM 4954 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
334400 Bacteria_16S 3477863 3477789 40 113 gi| 219846591 |ref|NR_026183.1 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 347797 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

334400 Bacteria_16S 3493093 3493019 40 113 gi| 219846581 |ref|NR_026173.1 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 349320 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacteriaceae; Mycobacterium. 

334400 Bacteria_16S 3496019 3495945 40 113 gi| 219846579 |ref|NR_026171.1 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermocrispum. 

334400 Bacteria_16S 3502029 3501952 29 106 gi| 219846575 |ref|NR_026167.1 


strain DSM 1785 1 
Firmicutes; 
334400 Bacteria_16S 


DSM 316 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
334400 Bacteria_16S 
hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 
334400 Bacteria_16S 


strain 1066 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


334400 Bacteria_16S 
komossense strain 


Mycobacterium. 
334400 Bacteria_16S 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219846592 
6S ribosomal RNA, partial sequence 3474975 34764 


Clostridia; 


3473279 3473205 40 


3474814 3474740 40 


3476337 3476263 40 


Clostridiales; 
3532420 3532343 29 


Clostridiaceae; 
3608869 3608795 40 


3616442 3616368 40 


3617952 3617878 40 


3623582 3623508 40 


113 


113 


113 


113 


106 


Sarcina. 
113 


113 


113 


113 


gi 


gi 


gi 


complete sequence 


gi 


gi 


gi 


gi 


gi 


Ko2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


gi 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


s 
Ac 


6S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


cl 


219846690 
3340376 3341852 Micro 
omonospori 


219846672 
sequence 
Actinomyc 


219846671 
sequence 
Actinomycetale 


219846670 
uence 
inomycetales; 


219846669 


219846662 


219846620 
quence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219846593 


219846555 
3531057 3532455 Sarcina m 


219846500 
ATCC 9874 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
219846495 
3615060 36165 


219846494 


ref 


ref 


ref 


ref 


ref 
33709 
es; Streptos 
ref 
33801 


ref 
equence 
tinomycetale 


ref 


ref 


ref 
34734 


ref 


ostridium. 
ref 


ref 
uence 
inomycetales 


ref 


bacterineae; 
ref 
36165 


es; Coryneba 


219846490 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 


ref 


mono 
neae; 


3366504 33679 
etales; 


3368004 33694 
Streptosporangineae; 


3369499 33709 


99 3372445 Strep 


49 3381618 Gordo 
Corynebacterineae; 
219846623 
3431175 34325 


3433993 34353 
Corynebacterineae; 


44 3474924 Rhodoc 


3607525 36089 


15 Mycobacterium 


66 3618027 Mycoba 


NR_026282.1 
Micromono 
NR_026264.1 
5 
Strepto 
NR_026263.1 
4 


Ss; 
NR_026262.1 
4 
NR_026261.1 
porangineae; 
NR_026254.1 
NR_026215.1 


7 


s; Corynebac 


NR_026212.1 
7 
NR_026186.1 


NR_026185.1 


NR_026184.1 


NR_026147.1 
axima Bacter 


NR_026092.1 
2 
; Corynebact 


NR_026087.1 


Mycobacteri 
NR_026086.1 


cterineae; M 


spora rosari 
sporaceae; 


Nocardiaceae; 


Micromonospora rosaria 
a Bacteria; 


Streptosporangium 
3 Streptosporangium 


sporangineae; 


Streptosporangium 
8 Streptosporangium 


Streptosporangium 
8 Streptosporangium 


Streptosporangineae; 


Streptosporangium 


tosporangium album 


Streptosporangiaceae; 


Gordonia hydrophobica 


nia hydrophobica 
Gordoniaceae; 


Gordonia. 
Corynebacterium 

5 Corynebacterium 

terineae; 


Corynebacterium 
3 Corynebacterium 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 
Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Thermocrispum 
crispum agreste 
seudonocardiaceae; 


agreste 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Sarcina maxima strain 
ia; Firmicutes; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


NR_026082.1 
362222 


Mycobacterium avium 
1 3623683 Mycobacterium 


avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 
334400 Bacteria_16S 


strain 3015 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


334400 Bacteria_16S 


strain ATCC 


Bacteria; Actinob 
Mycobacterium. 


35799 


334400 Bacteria_16S 


strain ATCC 43910 


Mycobacterium. 
334400 Bacteria_16S 
bohemicum strain 


Mycobacteriaceae; 
334400 Bacteria_16S 


auranticolor strain 253 1 
Bacteria; Actinobacteria; 


Actinoplanes. 


334400 Bacteria_16S 


philippinensis st 
philippinensis Ba 


Micromonosporaceae; 
334400 Bacteria_16S 


strain E-37 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


334400 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


334400 Bacteria_16S 


verrucosospora st 
verrucosospora Ba 


Thermomonosporaceae; 
334400 Bacteria_16S 


strain FD 25934 1 


334400 Bacteria_16S 


libanotica strain 
libanotica Bacter 


Thermomonosporaceae; 


334400 Bact 


strain IFO 14679 


334400 Bact 


atramentaria stra 
atramentaria Bact 


eria_16S 


eria_16S 


Thermomonosporaceae; 


334400 Bact 
subsp. 
subsp. 


334400 Bact 
strain IFO 


aerata str 
aerata Bac 
Streptosporangiac 


14097 


eria_16S 


eria_16S 


rain P-1 
cteria; 


3625083 3625009 40 


3626628 3626554 40 


3637373 3637299 40 


3664966 3664892 40 


3713309 3713235 40 


3714770 3714696 40 


3717711 3717626 29 


3722313 3722239 40 


3725364 3725290 40 


rain A-184 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3728277 3728203 40 


3731189 3731115 40 


IFO 14095 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


Actinocorallia. 
3732645 3732571 40 


3734107 3734033 40 


Actinomadura. 


3735573 3735499 40 


3737031 3736957 40 


113 


113 


113 


113 


113 


113 


113 


113 


Cory 

113 gi|219846418 
partial sequence 

Actino: 

113 gi| 219846416 

Streptosporang 

113 gi|219846414 
partial sequence 

Actinomyce 

113 gi| 219846413 

Streptosporang 

113 gi| 219846412 


113 


113 


Actinobacteria; Actinobacteridae; Actinomycetales; 


334400 Bact 
strain IFO 


14525 


eria_16S 


3738492 3738418 40 


113 


Actinobacteria; Actinobacteridae; Actinomycetales; 


334400 Bact 
strain IFO 


14345 


eria_16S 


3739957 3739883 40 


113 


Actinobacteria; Actinobacteridae; Actinomycetales; 


334400 Bact 
strain IFO 


14094 


eria_16S 


3744348 3744274 40 


113 


Actinobacteria; Actinobacteridae; Actinomycetales; 


334400 Bact 
strain IFO 


14745 


eria_16S 


3748735 3748661 40 


113 


Actinobacteria; Actinobacteridae; Actinomycetales; 


334400 Bact 


eria_16S 


3902152 3902078 40 


113 


gi 
36 


gi 


16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


gi 


6S ribosomal RNA, partial sequence 37119 
Actinobacteridae; Actinomycetales; 


gi 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
Actinoplanes. 


gi 
37 


gi 


3849 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


6S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 


16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 


in SF2197 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi 


ain P132 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
eae; Microbispora. 


gi 


16S ribosomal RNA, partial sequence 3735706 37371 
Streptosporang 


gi 


16S ribosomal RNA, partial sequence 3737165 37385 
Streptosporang 


gi 


16S ribosomal RNA, partial sequence 3738628 37400 
Streptosporang 


gi 


16S ribosomal RNA, partial sequence 3743020 37444 
Streptosporang 


gi 


16S ribosomal RNA, partial sequence 3747408 37488 
Streptosporang 


gi 


219846489 
23734 36252 


219846488 
36252 


219846481 
36360 


219846462 


219846428 
Micr 
219846427 
Actino: 


219846425 
16418 37177 


219846420 
37209 


Actinomy 
219846411 


Actinom 


219846410 


219846409 


219846408 


219846405 


219846402 


Corynebacterineae; 


ref |NR_026081.1 
17 Mycobacterium 


ref|NR_026080.1 


ref |NR_026073.1 
02 3637503 Mycoba 


ref|NR_026054.1 
3663577 366509 
ales; Corynebact 


ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


NR_026018.1 
3713443 371485 


ref|NR_026016.1 
90 Sagittula 
aceae; 
ref|NR_026011.1 
52 3722442 Mycoba 


ref|NR_026009.1 
3724040 372545 
mycetales; 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomon 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


ref|NR_026004.1 
31 Actinomadura 
ineae; Thermomon 


ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


ref|NR_026002.1 

3734241 373565 
ycetales; Strept 
ref|NR_026001.1 


ineae; Streptosp 
ref|NR_026000.1 


ineae; Streptosp 
ref|NR_025999.1 


ineae; Streptosp 
ref|NR_025996.1 


ineae; Streptosp 
ref |NR_025993.1 


ineae; Streptosp' 


219846294 


Mycobacterium simiae 
simiae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium szulgai 


68 3626729 Mycobacterium szulgai 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium duvalii 


cterium duvalii 
Mycobacteriaceae; 


Mycobacterium 


2 Mycobacterium 
erineae; 


Actinoplanes 


planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 


mycetales; Micromonosporineae; 


Sagittula stellata 


stellata Bacteria; 
Sagittula. 


Mycobacterium 
cterium hassiacum 


nebacterineae; Mycobacteriaceae; 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 
Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


Microbispora rosea 
5 Microbispora rosea 


osporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 


ref |NR_025884.1 


Herbidospora cretacea 


strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 


334400 Bacteria_ 
yamanashiensis st 


16S 3918619 3918545 40 113 gi 


rain YU 127-1 16S ribosomal RNA, parti 


Streptosporangineae; 


219846282 
al 


sequenc 


Streptosporangiaceae; 


ref |NR_025872.1 
e 3917267 391873 


Spirilliplanes 
6 Spirilliplanes 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 

334400 Bacteria_16S 4039813 4039739 40 113 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

334400 Bacteria_16S 4063858 4063784 40 113 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

334400 Bacteria_16S 4074465 4074391 40 113 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

334400 Bacteria_16S 4110678 4110604 40 113 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
334400 Bacteria_16S 4112244 4112170 40 113 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
334400 Bacteria_16S 4116690 4116616 40 113 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
334400 Bacteria_16S 4184359 4184281 28 106 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
334400 Bacteria_16S 4211513 4211439 40 113 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

334400 Bacteria_16S 4219160 4219086 40 113 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

334400 Bacteria_16S 4234319 4234245 40 113 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
334400 Bacteria_16S 54519 54442 36 113 gi|265679028|ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
334400 Bacteria_16S 72548 72479 40 108 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

334400 Bacteria_16S 110336 110263 41 113 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

334400 Bacteria_16S 119667 119594 41 113 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

334400 Bacteria_16S 121168 121095 41 113 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
334400 Bacteria_16S 131774 131697 36 113 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

334400 Bacteria_16S 134927 134854 41 113 gi| 265678973 |ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

334400 Bacteria_16S 137873 137800 41 113 gi|265678971|ref|NR_029279.1| Oerskovia turbata 


strain 27 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_ 
strain ST26 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 


osomal RNA, partial sequence 
Micr 


136495 13800 
ococcineae 


16S 139432 139359 41 113 gi 


265678970 


4 Oerskovia turbata Bacteria; 
; Cellulomonadaceae; Oerskovia. 


ref|NR_029278.1| Sanguibacter suarezii 


138055 139531 Sanguibacter suarezii Bacteria; 
Micrococcineae; 


Sanguibacteraceae; Sanguibacter. 


334400 Bacteria_ 


strain ST50 16S r 


334400 Bacteria_ 
strain 55134 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


334400 Bacteria_ 


strain W6 16S rib 


Firmicutes; 
334400 Bacteria_ 


helvolus strain D 
helvolus Bacteria; 
Pseudoclavibacter. 
334400 Bacteria_16S 
epidermidis strai 
Bacteria; Actinob 


Brevibacterium. 


334400 Bacteria_16S 
strain NCTC 279 1 


Firmicutes; 


Actinobacteridae; 


Firmicutes; 


Clostridia; 
334400 Bacteria_16S 
strain DSB MGU 15 


16S 140961 140888 41 


16S 145479 145406 41 
ribosomal RNA, partial 


16S 151458 151386 33 


Clostridiales; 


16S 160746 160673 41 


163684 163611 41 


166877 166800 29 

Clostridiales; 
349775 349702 41 
378081 378008 41 


388810 388733 36 


390290 390217 41 


Promicromonosporaceae; Myceligenerans. 


334400 Bacteria_16S 


397959 397886 41 


xylanilytica strain XIL11 16S ribosomal 


xylanilytica Bact 
Cellulomonadaceae; 
334400 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 


Cellulomonas. 
399482 399413 40 


Nocardiaceae; Nocardia. 


334400 Bacteria_16S 
nitratus strain IMET 11532, 


subsp. 


strain XILO8 16S 


Xylanibacterium. 


334400 Bacteria_16S 
antiquum strain V. 
antiquum Bacteria; 


Brevibacterium. 


334400 Bacteria_16S 


strain YIM 70085 
J18 16S ribosomal 
Actinobacteridae; 
strain QH3A7 16S 
kerguelensis stra 


kerguelensis Bact 
Arthrobacter. 


334400 Bacteria_16S 


gangotriensis str 
gangotriensis Bac 


402622 402549 41 
16S 


Agromyces. 


407255 407182 41 
ribosomal RNA, 


421173 421100 41 


422712 422639 41 


467287 467214 41 
RNA, partial sequence 


490316 490243 41 
ribosomal RNA, 


494969 494896 41 
in KGN15 16S ribosomal 
eria; Actinobacteria; 


496474 496401 41 


Micrococcaceae; Arthrobacter. 


334400 Bacteria_16S 


507277 507208 40 


-6 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
334400 Bacteria_16S 


XILO1 16S ribosomal RNA, complete sequence 


KM Ac-2118 16S ribosomal RNA, 


113 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


113 
sequence 


106 


osomal RNA, partial sequence 
Clostridia; 


113 


113 


106 


113 


113 


113 


ribosomal RNA, partial sequence 
Clostridia; 
334400 Bacteria_16S 

xiligouense strai 
xiligouense Bacte 


113 


113 


RNA, 


108 


113 


113 


complete sequence 
Actinobacteria; Actinobacteridae; Actin 


113 


113 


113 


465880 467346 Rothi 
Actinomycetales; Micrococcineae; Micrococcaceae; 
334400 Bacteria_16S 


113 


complete sequence 
Actinobacteria; Actinobacteridae; Actin 
334400 Bacteria_16S 


113 


RNA, partial sequence 
Actinobacteridae; 


113 


108 


gi 
13 


gi 
14 


gi 
15 


Clostridiaceae; 


gi 


SM 20419 16S ribosomal RNA, partial sequence 


gi 


n P159 16S ribosomal RNA, partial sequence 16233 
acteria; Actinobacteridae; Actinomycetales; 


gi 


6S ribosomal RNA, partial sequence 165488 16699 
Clostridiaceae; 


gi 


sequence 


gi 


gi 
38 


Clostridiales; Veillonellaceae; 


gi 


n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


complete sequence 
eria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


405881 40739 
omycetales; Micrococcineae; 


gi 


partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actin 
334400 Bacteria_16S 


gi 


gi 


488917 49045 
omycetales; Micrococcineae; 


gi 


gi 


ain LzlY 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


gi 


265678969 
9582 14105 


265678966 
4082 14559 


265678962 
0066 15156 


265678956 


265678954 


265678952 


265678825 


265678803 


376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
334400 Bacteria_16S 
strain RV-12x 16S 


265678796 
7448 38884 


265678795 
sequence 


strain SBHR OA6 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678787 


ribosomal RNA, partial sequence 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Microbacteriaceae; 
334400 Bacteria_16S 


265678784 


265678774 
sequence 


265678773 


265678740 


265678725 


265678722 


265678721 


265678714 


antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 


8 Sanguibacter 
Sanguibacteraceae; 


4 163815 Brevi 
Micrococcineae; 


Actinomycetales; 


ref 
3 Xylanibacterium ulmi Bacteria; 


ref 


ref 
0 Yaniella halotolerans Bacteria; 
omycetales; Micrococcineae; 
ref 
a amarae Bacteri 


ref 
1 Jonesia quinghaiensis Bacteria; 


ref 
Actinomycetales; 
ref 
e; Actinomycetales; 


ref 


ref|NR_029277.1 


ref |NR_029274.1 


Jonesiaceae; 
ref |NR_029270.1 


ref|NR_029264.1 


159387 160848 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_029262.1 


ref|NR_029260.1 


ref|NR_029130.1 


ref |NR_029108.1 
Agromyces. 


ref|NR_029101.1 


ref|NR_029100.1 
388894 390431 


398145 


ref|NR_029092.1 


401266 


NR_029089.1 
Promicromonosp 


NR_029079.1 
419777 421277 
Micrococcin 


NR_029078.1 


Yaniellaceae; 
NR_029045.1 


Rothia. 
NR_029030.1 


Jonesiaceae; J 
NR_029027.1 
493586 495067 
Microco 


NR_029026.1 
495118 496571 
Microc 


Sanguibacter inulinus 


inulinus Bacteria; 


Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 
Jonesia. 


Clostridium litorale 


6 Clostridium litorale Bacteria; 
Clostridium. 


Pseudoclavibacter 
Pseudoclavibacter 


Micrococcineae; Microbacteriaceae; 


Brevibacterium 


bacterium epidermidis 
Brevibacteriaceae; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 
Clostridium. 


Agromyces hippuratus 


348412 349877 Agromyces hippuratus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Agromyces ulmi strain 


ulmi Bacteria; Actinobacteria; 


Veillonella ratti 


3 Veillonella ratti Bacteria; 
Veillonella. 


Myceligenerans 
Myceligenerans 


Micrococcineae; 


265678790|ref|NR_029095.1] Cellulomonas 
396579 398094 Cellulomonas 
Actinomycetales; Micrococcineae; 
265678789 |ref|NR_029094.1| Nocardia 


399618 Nocardia 


Corynebacterineae; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Xylanibacterium ulmi 
oraceae; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Yaniella halotolerans 


Yaniella. 
Rothia amarae strain 
a; Actinobacteria; 


Jonesia quinghaiensis 


onesia. 

Arthrobacter 
Arthrobacter 

ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


NR_029019.1 
505922 507359 


Pseudonocardia 
Pseudonocardia 


antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 


Pseudonocardia. 


334400 Bacteria_16S 523982 523913 40 108 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

334400 Bacteria_16S 543796 543711 29 113. gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

334400 Bacteria_16S 545284 545215 40 108 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

334400 Bacteria_16S 549913 549836 36 113 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

334400 Bacteria_16S 565254 565181 41 113 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
334400 Bacteria_16S 631730 631657 41 113 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
334400 Bacteria_16S 644038 643961 36 LS gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

334400 Bacteria_16S 647161 647088 41 113 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

334400 Bacteria_16S 648693 648620 41 113 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

334400 Bacteria_16S 665081 665008 33 106 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

334400 Bacteria_16S 675679 675606 41 113 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
334400 Bacteria_16S 705748 705675 41 113 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

334400 Bacteria_16S 756644 756571 41 113 gi| 265678542 |ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

334400 Bacteria_16S 767342 767265 36 113 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

334400 Bacteria_16S 782738 782665 41 it3 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

334400 Bacteria_16S 816459 816390 40 108 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 


seudonocardiaceae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Rathayibacter caricis 
ibacter caricis 


obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


eae; Leifsonia. 
Nocardia arthritidis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Pseudonocardia. 

334400 Bacteria_16S 837792 837723 40 108 gi| 265678488 |ref|NR_028791.1 
strain S1 16S ribosomal RNA, partial sequence 836449 83791 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
334400 Bacteria_16S 886089 886016 41 113 gi|265678454|ref|NR_028756.1 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathay 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Rathayibacter. 

334400 Bacteria_16S 887625 887552 41 113 gi| 265678453 |ref|NR_028755.1 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
334400 Bacteria_16S 912185 912112 41 113 gi| 265678437 |ref|NR_028739.1 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
334400 Bacteria_16S 1039695 1039626 40 108 gi|265678352|ref|NR_028654.1 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


334400 Bacteria_16S 


strain IFM 0784 1 


strain IFM 0575 1 


strain IFM 10084 


strain YZ-96 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
334400 Bacteria_16S 


strain IFM 0245 1 


desulfuricans Bac 


334400 Bacteria_16S 


strain 14 16S rib 


Actinobacteria; Actinoba 
334400 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


334400 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


334400 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


334400 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinoba 
334400 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


334400 Bacteria_16S 


strain Cal06 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
334400 Bacteria_16S 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


334400 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


334400 Bacteria_16S 


strain NCIMB 7030 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
334400 Bacteria_16S 


YIM 30243 16S rib 


hafniense strain 


DCB-2 Bacteria; F 


334400 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


334400 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


334400 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


334400 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


334400 Bacteria_16S 


1041204 1041135 40 108 gi 


1042742 1042673 40 108 gi 


1044302 1044233 40 108 gi 


1045858 1045789 40 108 
ribosomal RNA, partial sequence 


gi 


1053434 1053365 40 108 gi 


1059545 1059460 29 113 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1102970 1102897 41 113 gi 
osomal RNA, partial sequence 
cteridae; Actinomycetales; Micr 
1104537 1104464 33 106 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1133338 1133265 41 113 gi 
CF63 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


mi 


ce 
al 


v 


1139403 1139330 41 
omal RN 
Actino: 


113 gi 


mycetales; Micrococcineae; Microb 
1148474 1148405 40 108 gi 
34 16S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
1160559 1160482 36 113 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1218050 1217977 41 113 gi 
ribosomal RNA, partial sequence 


v 


oc 
1227070 1226997 41 113 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 
1266262 1266185 29 106 gi 
ridiales; Clostridiaceae; Clostridium. 
1299286 1299213 41 113 gi 
55 16S ribosomal RNA, partial sequence 
oc 


265678351 
6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
334400 Bacteria_16S 


nebacterin 
265678350 
6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
334400 Bacteria_16S 


nebacterin 
265678349 
16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
334400 Bacteria_16S 


nebacterin 
265678348 
1044481 10459 
nebacterin 
265678342 
6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
334400 Bacteria_16S 
desulfuricans str 


nebacterin 
265678338 

quence 

les; 


ly XIII. 


253680768 


11319 
es; 


253680764 
A, complete sequence 1138010 1139535 Leifs 


acteriac 


253680758 


11471 


nebacterin 
228721485 


11591 
Peptococ 


219878473 
1216681 12181 
occineae 
219878300 


12257 
es; 


219846539 
1264886 1266379 Clostridium grantii Bacteria 


219846893 


12979 
occineae 


1326843 1326774 40 
osomal RNA, partial sequence 


108 gi 
ne 
1342092 1342015 36 113 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1346752 1346679 41 113 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


nc 
Pe 


en 
my’ 


1349824 1349751 41 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


113 gi 


al 


1369390 1369313 36 113 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1402471 1402398 41 113 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1422031 1421958 41 


en 
ib 


Ac 


’ 


113 gi 


219846136 
1325499 13269 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
334400 Bacteria_16S 


bacterin 


228721140 


e 13406 
ptococca 


228720938 


ce 13453 
cetales; 


228720600 
1348448 13499 


es; Micr 


228718692 


ce 13679 
rionales 


228715351 


14011 
tinomyce 


224581444 


psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 


Defer 
265678308 
1101592 11031 
ococcineae 
265678306 
1103152 11046 


Micr 


Micr 


ref |NR_028653.1 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_028640.1 
1058138 105957 
ribacteraceae; D 
ref|NR_028610.1 
; Microbacteriac 
ref |NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_028016.1 
55 1133449 Brevib 
ococcineae; Brev 


ref 
onia 


NR_028012.1 
rubra Bacte 
eae; Leifsonia. 
ref |NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_025612.1 
48 Arthrobacter 
; Micrococcacea 
ref |NR_025439.1 
22 1227193 Isopte 
ococcineae; Prom 


ref|NR_026131.1 


v 


ref|NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 
ref|NR_027595.1 
42 Sanguibacter 
ococcineae; Sang 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Deferribacter 
3 Deferribacter 
eferribacter. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 
Arthrobacter bergerei 


bergerei Bacteria; 
e: 


Arthrobacter. 
Isoptericola 
ricola variabilis 
icromonosporaceae; 


v 


Clostridium grantii Al 
Firmicutes; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Desulfitobacterium 
itobacterium hafniense 
acterium. 
Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Leifsonia xyli subsp. 
nia xyli subsp. 

ineae; 


ref |NR_027226.1 
1420664 142216 


Arthrobacter 
4 Arthrobacter 


psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 
334400 Bacteria_16S 1454263 1454190 41 


nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
334400 Bacteria_16S 1461680 1461607 41 


strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


334400 Bacteria_16S 1464793 1464720 33 


113 


113 


106 


strain HM-7 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
334400 Bacteria_16S 


Clostridiales; 
1467811 1467734 35 


Clostridiales Family XIII. 


112 


strain JZC3 16S ribosomal RNA, partial sequence 


Spirochaetes; Spirochaetales; 
334400 Bacteria_16S 
strain DSM 20127 


1502535 1502462 41 
16S ribosomal RNA, 


334400 Bacteria_16S 
subsp. 


1508574 1508490 29 


Neisseria. 


334400 Bacteria_16S 1522021 1521952 40 


Nocardiaceae; Nocardia. 
334400 Bacteria_16S 
strain ATCC 35185 
Bacteria; Firmicutes; 
334400 Bacteria_16S 


1525161 1525084 36 


Clostridia; 
1540361 1540288 40 


strain NRRL B-16238 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ref 


334400 Bacteria_16S 1604147 1604074 41 
picturae strain LMG 22061 16S ribosomal 
picturae Bacteria; 
Brevibacterium. 
334400 Bacteria_16S 
strain DSM 12798 


1605684 1605611 41 


334400 Bacteria_16S 1607225 1607152 41 
arilaitensis strain Rel17 16S ribosomal 
arilaitensis Bacteria; Actinobacteria; 

Arthrobacter. 
334400 Bacteria_16S 
bolidensis strain 


1626734 1626661 41 


Arsenicicoccus. 
1693802 1693725 36 


Intrasporangiaceae; 
334400 Bacteria_16S 


auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 
Clostridiales; 


auripigmenti Bacteria; 
334400 Bacteria_16S 


Firmicutes; 
1736506 1736437 40 


vaccimaxillae strain R10176 16S ribosomal RNA, partial 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
334400 Bacteria_16S 1748762 1748685 36 


strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 17488 


Firmicutes; Clostridia; 
334400 Bacteria_16S 1760962 1760889 41 
sacelli strain LMG 20345 16S ribosomal 
sacelli Bacteria; 
Brachybacterium. 

334400 Bacteria_16S 
fresconis strain 


1762483 1762410 41 


Brachybacterium. 
334400 Bacteria_16S 1764005 1763932 41 
paraconglomeratum strain LMG 19861 16S 


Dermabacteraceae; Brachybacterium. 
334400 Bacteria_16S 1782043 1781970 41 


strain 4-0 16S ribosomal RNA, partial sequence 


Clostridia; 


Spirochaetaceae; Treponema. 


113 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


113 


elongata strain ATCC 25295 16S ribosomal RNA, 
elongata subsp. elongata Bacteria; Proteobacteria; Beta 


108 


113 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


112 


113 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


113 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


113 


RNA, partial sequence 
Actinobacteridae; 


113 


CCUG 47306 16S ribosomal RNA, partial sequence 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; 


113 


108 


113 


113 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


113 


LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


113 


113 


sequence 


gi| 224581418 


gi] 224581412 


Actinomycetales; 


ref 


1452894 145438 


NR_027193.1 


Arthrobacter 
1 Arthrobacter 


Micrococcineae; 


Kocuria carniphila 


1460297 1461811 Kocuria carniphila Bacteria; 
Micrococcaceae; Kocuria. 


gi] 224581410 


gi|224581408 


ref 
1463419 1464873 Mogibacterium 
Incertae Sedis; 
ref 


NR_027191.1 


NR_027189.1 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Treponema putidum 


1466484 1467891 Treponema putidum Bacteria; 


gi| 219846604 


gi| 219846303 


gi|219857610 


gi| 219857527 


gi| 219857376 


gi|219878475 


gi|219878474 


gi|219878472 


gi|219878459 


gi| 219878412 


219878384 
sequence 


gi 


gi| 219878375 


gi| 219878365 


219878364 


gi 


gi| 219878363 


gi|219878349 


ref 
1501162 1502633 Sinomonas atrocyanea Bacteria; 
Micrococcaceae; 
ref 
complete sequence 
proteobacteria; Neisserial 


ref 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
ref 
1523742 1525238 Selenomonas sputigena 
Selenomonas. 
ref 
1538986 1540484 Crossi 


ref 
05 Arthrobacter mysorens Bacteria; 


ref 
Actinomycetales; 
ref 
Actinomycetales; 
ref 


Peptococcaceae; 
ref 


Actinomycetales; 


ref 
68 Megamonas hypermegale Bacteria; 
Clostridiales; Veillonellaceae; Megamonas. 
ref 


ref 


ref 
ribosomal RNA, partial sequence 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 


ref 


NR_026196.1 


NR_025893.1 
150715 


NR_025199.1 


NR_025115.1 


NR_024964.1 


Pseudonocar 
NR_025614.1 
1602772 160426 
Micrococcin 


NR_025613.1 


Micrococcaceae 
NR_025611.1 
1605856 160731 
Microco 


NR_025598.1 
1625384 162685 
Micrococc 


NR_025551.1 
1692386 169391 
Des 
NR_025523.1 
1735130 173662 
Actino: 


NR_025514.1 


NR_025504.1 
1759669 176107 
Micrococcine 


NR_025503.1 
1761124 176259 
Micrococci 


NR_025502.1 
176264 


Sinomonas atrocyanea 


Sinomonas. 
Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Nocardia 
6 Nocardia 


Corynebacterineae; 


Selenomonas sputigena 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Brevibacterium 

4 Brevibacterium 

eae; Brevibacteriaceae; 


Arthrobacter mysorens 


; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Actinomyces 

2 Actinomyces 
mycineae; 


Megamonas hypermegale 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


NR_025488.1 


Citricoccus muralis 


1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 


334400 Bacteria_16S 


1789398 1789329 40 


108 


gi 


219878343 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 


saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 
334400 Bacteria_16S 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 
Oerskovia. 


Cellulomonadaceae; 
334400 Bacteria_16S 
strain DSM 46000 


334400 Bacteria_16S 


antarcticus strain CMS 26o0r 16S ribosomal RNA, 
Firmicutes; 


antarcticus Bacteria; 
334400 Bacteria_16S 
flaccumfaciens pv. 
Curtobacterium 
Actinomycetales; 
334400 Bacteria_16S 
strain P 297/02 1 


334400 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
334400 Bacteria_16S 
strain P 229/10 1 


334400 Bacteria_16S 


molinativorax strain ON4 16S ribosomal 
molinativorax Bacteria; Actinobacteria; 
Gulosibacter. 


Microbacteriaceae; 
334400 Bacteria_16S 
nasiphocae strain 


flaccumfaciens strai 
Micrococcineae; Microb 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


420/07 16S ribosomal 


Actinobacteria; Acti 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


1806280 1806207 41 


1807818 1807745 41 


1809376 1809300 36 


Bacillales; 
1812400 1812327 41 


flaccumfaciens pv. 


1820077 1820004 41 


1821609 1821536 41 


1823135 1823062 41 


1835267 1835194 41 


1874912 1874839 41 


113 


113 


113 


113 


acteriaceae; 


113 


113 


113 


113 


113 


gi 


gi 


gi 


partial 
Planococcaceae; 


gi 


219878332 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219878330 
sequence 


219878328 


Actinomyc 


Pla 


ref 
z 


ref 


sequence 1 
Actinomycetales; 


ref 


ref 
af 


ref 


n LMG 3645 16S ribosomal RNA, 
flacc 


Curtobacterium. 


gi 


gi 


gi 


gi 


gi 


M597/99/10 16S ribosomal RNA, partial 


nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
334400 Bacteria_16S 
strain DSM 5090 1 
Firmicutes; 
334400 Bacteria_16S 
strain DSM 3132 1 
Firmicutes; 
334400 Bacteria_16S 


Clostridia; 


Clostridia; 


1884174 1884097 36 


1885754 1885677 36 


1924990 1924921 40 


113 


113 


108 


gi 


gi 


gi 


219878323 


ial sequence 1818718 18201 
omycetales; Micrococcineae; 


219878322 


RNA, partial sequence 
nobacteridae; Actinomycetales; 


219878321 


ial sequence 1821775 18232 
omycetales; Micrococcineae; 


219878312 


RNA, partial sequence 
Actinobacteridae; 


219878285 
sequence 


219878277 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


219878276 


6S ribosomal RNA, partial sequence 1884339 18858 
Clostridiales; Veillonellaceae; 


219878245 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
334400 Bacteria_16S 
strain CF-43 16S 


334400 Bacteria_16S 
strain CCUG 35957 


334400 Bacteria_16S 


burkinensis strain DSM 6283 16S ribosomal RNA, 
Firmicutes; 


burkinensis Bacteria; 
334400 Bacteria_16S 

strain DSM 5192 1 
Firmicutes; 
334400 Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


334400 Bacteria_16S 
submarinus strain 
Bacteria; 
334400 Bacteria_16S 


Clostridia; 


Pseudonocardia. 


1959997 1959924 41 


2036118 2036045 41 


2050153 2050076 36 


Clostridia; 


2051714 2051637 36 


2066875 2066802 41 


2103645 2103568 36 


2162504 2162435 40 


113 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


113 


113 


113 


113 


113 


108 


strain F829 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


334400 Bacteria_16S 


2167145 2167076 40 


108 


gi 


1958616 19601 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


partial 
Clostridiales; 


gi 


6S ribosomal RNA, partial sequence 2050314 20 
Clostridiales; Veillonellaceae; 


gi 


gi 


6N 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


gi 


2161153 21625 


gi 


219878222 


219878171 


20 


219878159 
sequence 


219878158 


219878146 
20 


219878118 


219857627 


219857624 


Actinomyce 


Actinomyc 


347 


Veil 


518 
Anaerosinus. 


655 


21022 


ref 
91P 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


etales; 


nococcus. 


1820242 182172 
Micrococcineae; Microbacteriaceae; 


1833888 18353 
Actinomycetales; 


1873541 18749 
tales; 


1923611 192512 
etales; 


16 Arthrobacter 
53 2036233 Rothia 


Micrococcaceae 


2048758 20502 
lonellaceae; 


12 2067008 Microc 
Micrococ 


11 2103776 Desulf 
Desulfohalobia 


NR_025482.1 
788037 17895 


NR_025471.1 
804913 18063 


NR_025470.1 
NR_025469.1 


807983 180946 


NR_025467.1 


NR_025462.1 
lantibacter 


NR_025461.1 


NR_025460.1 


NR_025451.1 
1 
Microc 
NR_025424.1 
3 
Micrococc 


NR_025416.1 


NR_025415.1 


NR_025384.1 
Pseudono 


NR_025361.1 


NR_025310.1 


NR_025298.1 
6 
Ana 
NR_025297.1 
NR_025285.1 
cineae; Micr 
NR_025257.1 


NR_025216.1 


Nocardiacea 


9 
Micrococcineae; 


partial sequence 
umfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus 


19 Blastococcus 
Frankineae; Geodermatophilaceae; 


Oerskovia 
8 Oerskovia 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
Cellulomonadaceae; 


Oerskovia. 
Planococcus 
1 Planococcus 


Curtobacterium 
1811040 1812516 


Plantibacter flavus 


flavus Bacteria; 
Microbacteriaceae; 


Plantibacter. 
Curtobacterium 
4 Curtobacterium 


Agreia pratensis 


50 Agreia pratensis Bacteria; 
Microbacteriaceae; Agreia. 


Gulosibacter 
7 Gulosibacter 
occineae; 


Arthrobacter 
6 Arthrobacter 


ineae; Micrococcaceae; 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 
Sporomusa. 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 
Sporomusa. 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Arthrobacter albus 


albus Bacteria; 
Micrococcaceae 


; Arthrobacter. 

Rothia nasimurium 
nasimurium Bacteria; 

; Rothia. 

Anaeroarcus 

3 Anaeroarcus 

eroarcus. 

Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 


NR_025213.1 


Pseudonocardia 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 


Pseudonocardia. 


334400 Bacteria_ 


lagogenitalium strain 12MS 16S ribosomal RNA, partial s 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycop 


334400 Bacteria_ 


strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


334400 Bacteria_ 
NRRL B-24104 16S 


16S 2203572 2203487 29 113 gi 


16S 2229253 2229180 41 113 gi 


16S 2343129 2343060 40 108 
ribosomal RNA, partial sequence 


gi 


219857597 
equence 
la 

219857580 


oc 
219857500 


2341772 23432 


smatacea 


occineae 


ref|NR_025185.1 
2202199 220366 
e; Mycoplasma. 
ref|NR_025168.1 
> Mi 
ref 


crobacteriac 
NR_025088.1 


Mycoplasma 
9 Mycoplasma 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
334400 Bacteria_16S 2347669 2347596 41 113 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

334400 Bacteria_16S 2349178 2349105 41 113 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

334400 Bacteria_16S 2358321 2358248 41 i13 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

334400 Bacteria_16S 2361362 2361289 41 113 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

334400 Bacteria_16S 2362881 2362808 41 113 gi|219857486|ref|NR_025074.1| Subtercola boreus 


strain K300 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 
strain IMMIB D-15 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
334400 Bacteria_16S 


strain ATCC 17747 
Firmicutes; 


strain AS4.1521 1 


334400 Bacteria_16S 2455692 2455619 41 113 gi 
psychrolactophilus strain B7 16S ribosomal RNA, partial 
psychrolactophilus Bacteria; Actinobacteria; Actinobact 
Micrococcaceae; Arthrobacter. 

334400 Bacteria_16S 2494765 2494692 41 113 gi 
australiensis strain 109 16S ribosomal RNA, partial seq 
australiensis Bacteria; Actinobacteria; Actinobacterida 
Intrasporangiaceae; Tetrasphaera. 

334400 Bacteria_16S 2514447 2514374 41 113 gi 


pachnodae strain 


Bacteria; Actinob 


Xylanimicrobium. 


334400 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobacter. 
334400 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


334400 Bacteria_16S 2548789 2548712 36 113 gi 
meridiei strain S10 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptoc 
334400 Bacteria_16S 2567163 2567086 36 113 gi 


acidaminophila st 


acidaminophila Ba 
334400 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


334400 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


334400 Bacteria_16S 


strain IM1 16S ri 


Clost 
334400 Bacteria_16S 


ibosomal RNA, partial sequence 
Micr 
2384098 2384029 40 108 gi 
92 16S ribosomal RNA, partial sequence 


2403819 2403742 36 113 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Veillonellaceae; 
2438874 2438805 40 108 gi 


VPCX2 16S ribosomal RN 
acteria; Actinobacteri 


A, partial seque 
dae; Actinomycet 


2517475 2517402 41 113 
strain A-6 16S ribosomal RNA, 
Bacteria; Actinobacter 


gi 
partial 
ia; Actinobacter 


2535679 2535606 41 113 gi 
Ben 108 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
Friedmanniella. 


rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2607134 2607057 36 113 gi 


n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2662095 2662026 43 112 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


2361525 23629 
occineae 


oc 
219857471 


ne 
219857458 
24024 
Vv 
219857429 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 

219857415 
sequence 

er 


219857387 
uence 
e; 


219857368 
nce 25130 
ales; 


219857366 
sequence 
idae; 


219857354 
uence 
ct 


219857345 
25473 
occaceae; 

219857290 
al sequenc 
id 
219857264 
nce 26057 
ibrionales 
219857216 
ence 26607 
les; 
219857215 


2663476 2663407 43 ITZ gi 
bosomal RNA, partial sequence 


23827 
bacterin 


eillonel 


bacterin 


idae; Ac 


Actinomycet 


Micr 


Acti 


inomycet 


iales; V 


Hypho: 


; Microbacteriac 
ref|NR_025059.1 
52 2384208 Nocar 
eae; Nocardiace 
ref |NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_025017.1 
eae; Nocardiacea 
ref|NR_025003.1 

2454319 245573 
tinomycetales; M 


ref|NR_024975.1 
2493400 249486 
ales; Microc 


ref|NR_024956.1 
94 2514560 Xylani 
ococcineae; Pro 


ref|NR_024954.1 
2516115 251756 
nomycetales; Mic 


ref |NR_024942.1 
2534307 253578 
ales; Propioniba 


’ 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref|NR_024843.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 


d 
a 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Nocardia abscessus 

ia abscessus Bacteria; 

e; Nocardia. 
Veillonella criceti 

nella criceti Bacteria; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 

Arthrobacter 
2 Arthrobacter 
icrococcineae; 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Xylanimicrobium 
microbium pachnodae 


micromonosporaceae Hi 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Desulfosporosinus 
osporosinus meridiei 
s. 

Anaeromusa 

8 Anaeromusa 
Anaeromusa. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


2662145 2663475 Methylopila capsulata Bacteria; 


334400 Bacteria_16S 
strain MS1-3 16S 


334400 Bacteria_16S 
strain IFM 10088 


334400 Bacteria_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


2678554 2678485 40 


2689053 2688984 40 


2720526 2720457 40 


Nocardiaceae; Nocardia. 


334400 Bacteria_16S 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


Microbacteriaceae; 
334400 Bacteria_16S 


strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


334400 Bacteria_16S 
strain IFO 16238 


334400 Bacteria_16S 
strain IFO 16235 


334400 Bacteria_16S 


strain ATCC 700697 16S ribosomal RNA, partial sequence 
Clostridiales Family XIII. 


Firmicutes; 
334400 Bacteria_16S 
strain CM-10 16S 


334400 Bacteria_16S 
strain CM-01 16S 


334400 Bacteria_16S 


tolaasinivorans strain CM-05 16S riboso 


Clostridia; 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


2785039 2784966 41 


2834828 2834759 40 


2839341 2839268 41 


2840901 2840828 41 


2847056 2846983 33 


Clostridiales; 


2894912 2894839 41 


2896407 2896334 41 


2897901 2897828 41 


tolaasinivorans Bacteria; Actinobacteria; 


Microbacteriaceae; 
334400 Bacteria_16S 
strain IAM 14848 


334400 Bacteria_16S 
strain IFO 15616 


334400 Bacteria_16S 
strain IFO 16068 


334400 Bacteria_16S 


phosphovorus strain NM-1 16S ribosomal 
phosphovorus Bacteria; Actinobacteria; 


Propionibacteriaceae; 
334400 Bacteria_16S 
antarctica strain 


Nocardioidaceae; 
334400 Bacteria_16S 


strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


334400 Bacteria_16S 


Mycetocola. 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


2900907 2900834 41 


2903976 2903903 41 


2955532 2955459 41 


2969168 2969095 41 


Microlunatus. 
2970696 2970623 41 


2985990 2985921 40 


3007346 3007273 41 


108 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


108 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


108 


113 


108 


113 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


113 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


106 


113 


sequence 
omycetales; 


113 


sequence 
omycetales; 


113 


mal RNA, partial sequence 
Actinobacteridae; 


113 


tial sequence 2899524 29010 
omycetales; 


113 


tial sequence 2902597 29040 
omycetales; Micrococcineae 


113 


tial sequence 2954180 29556 
omycetales; 


113 


RNA, partial sequence 
Actinobacteridae; 


113 


AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


108 


113 


strain 801 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


334400 Bacteria_16S 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 
Modestobacter. 


Geodermatophilaceae; 
334400 Bacteria_16S 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacter. 


Rarobacteraceae; 
334400 Bacteria_16S 
hortensis strain 


Intrasporangiaceae; 
334400 Bacteria_16S 


3011759 3011690 40 


3045192 3045119 41 


3046724 3046651 41 


3051275 3051198 36 


108 


113 


113 


HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Ornithinicoccus. 


113 


gi| 219857204 
2677198 26786 


gi|219857197 


gi| 219857175 


219857127 


gi 


219856901 
28334 


gi 
gi|219856898 
gi|219856897 


219856893 
28456 


gi 
gi|219856860 
2893553 28949 


gi| 219856859 
2895048 28964 


gi|219856858 
gi| 219856856 


Micrococcineae 
gi| 219856854 


gi| 219856820 


Corynebacterin 
gi| 219846945 


Actinomy 
gi|219846944 


Actinomyce 


gi| 219846933 


gi|219846919 
3005987 30074 
gi|219846916 
gi|219846892 
Actinomy 


gi| 219846891 


sequence 2719156 272065 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_024832.1 


ref|NR_024825.1 


ref|NR_024803.1 


ref|NR_024755.1 


ref |NR_024722.1 


ref|NR_024717.1 


Microbacteriac 
ref|NR_024716.1 


Microbacteriac 
ref|NR_024712.1 


Incertae Sedis; 
ref |NR_024679.1 


Microbacteriac 
ref |NR_024678.1 


Microbacteriac 
ref|NR_024677.1 

2896542 289798 
Micr 
ref|NR_024675.1 


3; Microbacteriac 
ref |NR_024673.1 


; Microbacteriac 
ref |NR_024639.1 


eae; Gordoniacea 
ref|NR_026537.1 

2967820 296928 
cetales; Propion 


ref|NR_026536.1 

2969338 297081 
tales; Propionib 
ref|NR_026525.1 


Nocardiacea 
NR_026511.1 


eae; 
ref 


3; Microbacteriac 
ref|NR_026508.1 

3010413 301189 
Franki 


ref|NR_026484.1 
3043846 304530 
cetales; 


ref|NR_026483.1 
3045360 304685 
ales; 


gi| 219846888 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia 
4 Nocardia 


Corynebacterineae; 


Okibacterium 
8 Okibacterium 


Micrococcineae; 


Nocardia vinacea 


66 2834941 Nocardia vinacea Bacteria; 
Nocardiaceae; 


Nocardia. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Mogibacterium vescum 


66 2847142 Mogibacterium vescum Bacteria; 


Mogibacterium. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 
Micrococcineae; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 
Micrococcineae; 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 
ococcineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 

Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Modestobacter 

4 Modestobacter 

neae; 


Rarobacter 
9 Rarobacter 


Micrococcineae; 


Ornithinicoccus 
1 Ornithinicoccus 


Micrococcineae; 


ref|NR_026480.1 
3049889 305136 


Desulfovibrio 
7 Desulfovibrio 


sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


334400 Bacteria_16S 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


strain TA68 16S r 


strain TAGA27 16S 


strain F98.3HR69 


hydroxybenzoicum 
hydroxybenzoicum 


334400 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 
334400 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


334400 Bacteria_16S 
n DSM 6115 16S ribosomal RNA, 
Firmicutes; 


kuznetsovii strai 
kuznetsovii DSM 6 


334400 Bacteria_16S 
ibosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


strain DG-1 16S r 
Firmicutes; Clost 


334400 Bacteria_16S 


strain DSM 11140 


3093400 3093327 41 


3094917 3094844 41 


3099499 3099426 41 


3111389 3111312 36 
strain 
Bacteria; Firmicutes; 
3153600 3153527 41 
16S rib 


3155167 3155090 36 
SM 765 
tes; Clostridia; 
3156760 3156683 36 


115 Bacteria; 
3203893 3203816 36 
ridia; 
3226510 3226437 41 


3229568 3229495 33 


113 


113 


113 


113 


BT 16S ribosomal RNA, partial s 
Clostridia; 


113 


113 


16S ribosomal RNA, partial sequ 
Clostridiales; 


113 


113 


113 


106 


partial 
Clostridia; 


gi| 219846860 
3092041 30935 
Micrococcineae 
gi| 219846859 
3093562 30950 
Micrococcineae 
gi|219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
334400 Bacteria_16S 


oc 
219846848 

equence 

tridiales; 
219846820 


gi 


Clos 
gi 


osomal RNA, partial sequence 3152235 31537 
cteridae; Actinomycetales; Micr 


ococcineae 
219846819 
ence 31537 
occaceae; 

219846818 
sequence 

Clostridia 
gi|219846786 
3202501 32039 
Sporomusa 
219846770 


gi 


Peptoc 
gi 


gi 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
334400 Bacteria_16S 


ococcineae 


gi|219846768 


strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 32296 


occineae; 


ref |NR_026452.1 


7 Mi 
ref 


crococcaceae 
NR_026451.1 
; Micrococcacea 
ref|NR_026448.1 
44 Arthrobacter 
3 Micrococcacea 
ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 


v 
ref|NR_026412.1 


; Intrasporangia 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref|NR_026410.1 

3155325 315690 
les; Peptococcac 
ref |NR_026378.1 


ref|NR_026362.1 


; Intrasporangia 
ref |NR_026360.1 


00 Anaerococcus 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 


Kocuria palustris 


28 Kocuria palustris Bacteria; 
e: 


Kocuria. 
Arthrobacter rhombi 


v 


rhombi Bacteria; 
e: 


Arthrobacter. 
Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Terracoccus luteus 


v 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Desulfosporosinus 

osporosinus orientis 

Ss. 
Desulfotomaculum 

1 Desulfotomaculum 

eae; Desulfotomaculum. 
Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Anaerococcus octavius 


octavius Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Anaerococcus. 

334400 Bacteria_16S 3247830 3247753 36 113 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
334400 Bacteria_16S 3325089 3325016 41 113 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

334400 Bacteria_16S 3326616 3326543 41 113 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

334400 Bacteria_16S 3328137 3328064 41 113 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

334400 Bacteria_16S 3331185 3331112 41 113 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 


strain DSM 43040 


Actinobacteria; Actinobacteridae; Actin 
334400 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


334400 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


334400 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


334400 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


334400 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


334400 Bacteria_16S 


16S ribosomal RNA, par 


3344789 3344716 41 
19 16S ribosomal RNA, 
acteria; Actinobacteri 


3346317 3346244 41 
813 16S ribosomal RNA, 
acteria; Actinobacteri 


3347843 3347770 41 
acteria; Actinobacteri 


3349369 3349296 41 
3 16S ribosomal RNA, p 
acteria; Actinobacteri 


3355513 3355440 41 
rain CNRZ 926 16S ribo 
cteria; Actinobacteria 
Brachybacterium. 

3358636 3358563 41 


v 


partial 


artial 


113 


113 


partial sequenc 
dae; Actinomycet 


113 


3171 16S ribosomal RNA, partial sequen 
dae; Actinomycet 


113 


113 


somal RNA, 
Actinobacterid 


113 


sequence 
dae; Actinomycet 


sequence 
dae; Actinomycet 


tial sequence 3329815 33312 
omycetales; Micr 


omonospori 

219846688 

33434 
Micr 


gi 


ales; 
219846687 
e 33449 
al Micr 


gi 
es; 


219846686 
ce 33464 
al Micr 


gi 
es; 
219846685 


33480 
Micr 


gi 


ales; 
219846680 
ete sequen 
ae; Actino 


gi 
compl 


, 


gi|219846678 


nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 


; Micromonos 
NR_026280.1 


neae 
ref 


omonosporineae H 


ref |NR_026279.1 


omonosporineae Hi 


ref |NR_026278.1 


omonosporineae Hi 


ref|NR_026277.1 


omonosporineae; 
ref |NR_026272.1 
ce 3354134 335564 
mycetales; Micro 


ref |NR_026270.1 
3357257 335877 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Micromonospora 


22 3344899 Micromonospora inositola 


Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 


Micromonosporaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 


Micromonosporaceae; 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Brachybacterium 
0 Brachybacterium 


nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 


334400 Bacteria_16S 
alimentarium stra 


Dermabacteraceae; 
334400 Bacteria_16S 
strain M17C 16S r 


334400 Bacteria_16S 
strain DSM 2062 1 


334400 Bacteria_16S 


citrea strain DSM 43110 16S ribosomal R 
acteria; Actinobacteri 


Bacteria; Actinob 
Promicromonospora. 
334400 Bacteria_16S 
strain DSM 43852 


334400 Bacteria_16S 


uratoxydans strain DSM 20647 16S riboso 


uratoxydans Bacte 
Arthrobacter. 

334400 Bacteria_16S 
strain DSM 20119 


334400 Bacteria_16S 


in CNRZ 925 16S riboso 
alimentarium Bacteria; Actinobacteria; 
Brachybacterium. 


ibosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


3360200 3360127 41 


3378438 3378365 41 


3395035 3394962 41 


3396544 3396471 41 


3398047 3397974 41 


3399574 3399501 41 


3402635 3402562 41 


3404173 3404100 41 


sequence 
omycetales; Microc 


113 


113 


113 


113 


113 


113 


113 


113 


gi 


mal RNA, partial 
Actinobacteridae; 


gi 


3377063 33785 
occineae; 


gi 


gi 


gi 


gi 


mal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


Microc 


219846677 
sequence 


219846664 


219846649 


ial sequence 3393663 33951 
omycetales; Microc 


219846648 


NA, partial sequence 33951 
dae; Actinomycet 


ales; 


219846647 


tial sequence 3396701 33981 
omycetales; Microc 


219846646 
sequence 


219846644 


tial sequence 3401264 34027 
omycetales; 


219846643 


Actinomy 


occineae; 


Actinomyc 


occineae 


ref 


ref 


ref 


ref 


ref 


Ce 


etal 
ref 


> Mi 
ref 


3358821 33603 
ceta 


De 


98 3396650 Promi 
Micrococ 


3398202 33996 


49 Arthrobacter 


NR_026269.1 
3 
fe} 


les; Microc 


NR_026256.1 


NR_026241.1 


NR_026240.1 
c 
cineae; 


NR_026239.1 


1lulomonadac 
NR_026238.1 
8 
es; Micrococ 
NR_026236.1 


crococcaceae 
NR_026235.1 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 
rmacoccaceae; 


Kytococcus. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 
Brevibacteriac 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


Promicromonosporaceae Hi 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 
occineae; 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 
Arthrobacter ilicis 


strain DSM 20138 


334400 Bacteria_16S 
histidinolovorans strain DSM 20115 16S 
histidinolovorans Bacteria; Actinobacte 
Micrococcaceae; Arthrobacter. 

334400 Bacteria_16S 
strain DSM 20116 
Actinobacteria; Actinobacteridae; Actin 


3407230 3407157 41 
16S ribosomal RNA, partial sequence 3405866 34073 


113 gi 
ribosomal RNA, p 
ria; Actinobacte 


ar 
ri 


113 gi 


omycetales; Microc 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
3405703 3405630 41 


dae; 


219846641 


occineae; 
219846642 
tial sequenc 
Act 


occineae; 


85 Arthrobacter 
Mi 
ref 


ilicis Bacteria; 
crococcaceae; Arthrobacter. 
NR_026234.1| Arthrobacter 

e 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


ref|NR_026233.1| Arthrobacter aurescens 
45 Arthrobacter aurescens Bacteria; 
Micrococcaceae; Arthrobacter. 


334400 Bacteria_16S 


3445759 3445682 36 


113 


gi 


219846613 


ref 


NR_026205.1 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequen 


ce 34443 


50 3445854 Succin 


Succiniclasticum 
iclasticum ruminis 


Bacteria; Firmicutes; 
334400 Bacteria_16S 


Clostridia; 
3455041 3454968 41 


113 


Clostridiales; Veillone 


gi 


llaceae; 
219846607 


Suc 
ref 


ciniclasticu 


strain DSM 20032 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
334400 Bacteria_16S 
protophormiae strain DSM 20168 16S ribo 
protophormiae Bacteria; Actinobacteria; 


tial sequence 3453662 34551 


NR_026199.1 


Micrococcaceae; Arthrobacter. 


334400 Bacteria_16S 
nicotinovorans st 


nicotinovorans Bacteria; Actinobacteria; 
Micrococcaceae; Arthrobacter. 


334400 Bacteria_16S 
strain DSM 20546 


334400 Bacteria_16S 
polychromogenes s 
polychromogenes B 


334400 Bacteria_16S 
strain DSM 20545 


334400 Bacteria_16S 


nicotianae strain DSM 20123 16S ribosomal RNA, 
nicotianae Bacteria; Actinobacteria; Ac 


Arthrobacter. 
334400 Bacteria_16S 


crystallopoietes strain DSM 20117 16S r 
crystallopoietes Bacteria; Actinobacter 
Micrococcaceae; Arthrobacter. 


334400 Bacteria_16S 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


train DSM 20136 16S ri 
acteria; Actinobacteri 
Micrococcaceae; Arthrobacter. 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


3464157 3464084 41 


a; 


3465681 3465608 41 


3467203 3467130 41 


3468725 3468652 41 


3471771 3471698 41 


bosomal 


113 


113 


113 


113 


113 


gi 


RNA, parti 
Actinobacteri 


gi 


gi 


partial 
tinobacteridae; 


gi 


ibosomal RNA, pa 
ia; Actinobacter 


gi 


tial sequence 3461261 34627 
omycetales; Microc 


219846600 
dae; 


219846599 


tial sequence 3464306 34657 
omycetales; Microc 


219846598 
sequence 
Ac 


219846597 
rt 
idae; 


219846595 


globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


al seque 
Actinomyc 


ial sequence 
Actinomy 


Mi 
ref 
nce 


ref 


Mi 
ref 


ref 


ref 


33 Arthrobacter 
occineae; 


3465830 346730 
tinomycetale 


crococcaceae 
NR_026192.1 
346278 
etales; Micr 


NR_026191.1 


crococcaceae 
NR_026190.1 
s; Micrococc 
NR_026189.1 


346735 
cetales; Mic 


m. 
Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


omycetales; Micrococcineae; Micrococcaceae; Kocuria. 

3459593 3459520 41 113 gi|219846603|ref|NR_026195.1| Arthrobacter 

somal RNA, partial sequence 3458220 3459692 Arthrobacter 
Actinobacteridae; Actinomycetales; Micrococcineae; 

3461113 3461040 41 113 gi|219846602|ref|NR_026194.1| Arthrobacter 

rain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
Actinobacteridae; Actinomycetales; Micrococcineae; 

3462635 3462562 41 113 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


Arthrobacter pascens 


79 Arthrobacter pascens Bacteria; 
occineae; 


; Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter 


NR_026187.1 


3470399 3471862 Arthrobacter 


334400 Bacteria_16S 
denticolens strai 
denticolens Bacte 
Actinomycetaceae; 
334400 Bacteria_16S 
strain DSM 3133 1 


334400 Bacteria_16S 
strain DSM 20425 


334400 Bacteria_16S 
strain DSM 43045 


334400 Bacteria_16S 
strain DSM 7485 1 


334400 Bacteria_16S 
strain DSM 7486 1 


334400 Bacteria_16S 
strain DSM 20542 


334400 Bacteria_16S 
strain DSM 20528 


334400 Bacteria_16S 

capsulatus strain 216 
Bacteria; Proteob 
334400 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
334400 Bacteria_16S 
thermophilus stra 
thermophilus Bacteria; 
334400 Bacteria_16S 

chlororespirans s 
chlororespirans B 
334400 Bacteria_16S 
thermocisternum s 
thermocisternum B 
334400 Bacteria_16S 
michiganensis sub 


n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


6S ribos 
Actinobacteria; Actinobac 


6S ribos 
Actinobacteria; Actinobac 


16S ribo 
Actinobacteria; Actinobac 


acteria; Alphaproteobacteria; 


SEBR 3139 16S ribosomal RNA, 
Firmicutes; 


in BMA1 16S ribosomal RNA, partial seq 
train Co23 16S ribosomal RNA, 
acteria; 


train ST90 16S ribosomal RNA, 
acteria; 


species tessellarius strain 78181 16S 


3480873 3480804 40 108 gi 


1 


3488490 3488417 41 113 gi 
omycetales; Micr 
3503460 3503387 41 113 gi 


oc 


omycetales; Micr 
3504988 3504915 41 113 gi 


oc 


omycetales; Micr 
3514122 3514049 41 113 gi 
omal RNA, part 
teridae; Actinomycetales; Micr 
3515646 3515573 41 113 gi 
omal RNA, part 
teridae; Actinomycetales; 
3517165 3517092 41 113 

somal RNA, par 
teridae; Actinomycetales; Micr 
3518687 3518614 41 113 gi 


oc 


oc 


Micr 
gi 


oc 


oc 


oc 
3578233 3578150 29 
16S ribosomal RNA, 


112 gi 
complete seque 
Rhizobia 
113 gi 
partial 
Clostridia 
113 gi 


nc 35 


le 


e 
S; 
3654226 3654149 36 
se 
le 


quenc 
Clostridia; Ss; 


3678720 3678635 29 


uence 
Deferribacterales; 
£13 gi 
partial 
Firmicutes; Clostridia; Clost 
3765426 3765349 36 113 gi 
partial 
Firmicutes; Clostridia; Clost 
3769792 3769719 41 113 gi 


Deferribacteres; 
3686215 3686138 36 
sequenc 
ridiale 


se 
ri 


quenc 
diale 


ri 


219846589 
sequence 
Actinomyc 


219846584 
ial sequence 3487117 34886 
occineae 
219846574 
tial sequence 3502100 35035 
occineae 
219846573 
tial sequence 3503623 35051 
occineae 
219846567 
ial sequence 3512760 35142 
occineae 
2198465 
ial sequence 3514284 35157 


66 


occineae; 
2198465 
tial sequence 3515805 35172 
occineae 
2198465 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


65 


64 


occineae 
219846524 


769 


Brady 
219846469 


e 


Pepto 
219846452 


Deferr 
219846447 


2 
S; 


219846388 


2 
S; 


219846385 
bosomal 


etal 


ref|NR_026176.1 


7 Ce 
ref 


1llulomonada 
NR_026166.1 
, Br 
ref 


evibacteria 
NR_026165.1 
; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
3; Microbacteriac 
ref|NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026156.1 
; Microbacteriac 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025976.1 
RNA, partial seq 


Actinomyces 
5 Actinomyces 
cineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
c 


eae; Actinotalea. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 
c 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Blastobacter 
bacter capsulatus 
astobacter. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
334400 Bacteria_16S 
aggregatus strain 
Bacteria; Actinob 
Blastococcus. 
334400 Bacteria_16S 
chungwhensis stra 
chungwhensis Bacteria; 
334400 Bacteria_16S 

strain R22 16S ri 
Proteobacteria; G 
334400 Bacteria_16S 
strain CM2104 16S 


334400 Bacteria_16S 
strain 20-5 16S r 


334400 Bacteria_16S 
strain JC1078 16S 


334400 Bacteria_16S 
alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 
334400 Bacteria_16S 
strain PV1 16S ri 
Firmicutes; Clost 
334400 Bacteria_16S 


Micrococcineae; Microbacteriaceae; 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
in BH030062 16S ribosomal RNA, partial 
bosomal RNA, partial s 
ammaproteobacteria; Al 


ribosomal RNA, partia 
Actinobacteria; Actinobacteridae; Actin 


ibosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


ribosomal RNA, partia 
Actinobacteria; Actinobacteridae; Actin 


rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
itricoccus. 


bosomal RNA, partial sequence 
ridia; 


Cla 
gi 


vibacte 


3841004 3840935 40 108 
38 


EF 


ce 
ales; 


4004984 4004907 36 113 gi 
s 


ea 


equen 
Firmicutes; Bacillales; Bacillaceae; Po 
4010993 4010920 41 113 gi 
equence 4009610 40 
teromonadales; Idiomari 
4012481 4012408 41 113 gi 
1 sequence 4011119 40 
omycetales; Micrococcin 
4024588 4024515 41 113 gi 
sequence 4023267 40 
omycetales; Micrococcin 
4054822 4054749 41 113 gi 
1 sequence 4053509 40 
omycetales; Micrococcin 
4059351 4059278 41 113 gi 


ia 
ae 


1 seq 
Act 


v 


4071477 4071400 36 113 gi 
4070099 40 


Clostridiales; Veillonellaceae; Veillo 


Yr. 


219846335 


396 
ran 


219846222 


ce 
nti 


219846216 


110 
nac 


219846215 


125 
eae 


219846207 


246 
eae 


219846184 


549 
eae 


219846181 


uen 
ino 


219846172 


715 
nel 


4072938 4072861 29 106 gi 


219846171 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 


ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref |NR_025812.1 

4003594 400502 
bacillus. 
ref|NR_025806.1 


Idiomarina 
NR_025805.1 


eae; 
ref 


, In 
ref 


trasporangia 
NR_025797.1 
; Microbacteriac 
ref|NR_025774.1 
29 Serinicoccus 
; Intrasporangia 
ref|NR_025771.1 
ce 4057969 405944 
mycetales; Micro 


ref|NR_025762.1 


la. 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Pontibacillus 
0 Pontibacillus 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 
coccineae; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


ref|NR_025761.1 
4071551 407304 


Soehngenia 
4 Soehngenia 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 


Incertae Sedis; 


334400 Bacteria_16S 4075953 4075884 40 108 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
334400 Bacteria_16S 4079055 4078978 36 113 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 
334400 Bacteria_16S 4080628 4080543 29 it3 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
334400 Bacteria_16S 4095794 4095730 48 112 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 
334400 Bacteria_16S 4113783 4113710 41 113 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
334400 Bacteria_16S 4121337 4121264 41 113 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
334400 Bacteria_16S 4125957 4125884 41 113 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
334400 Bacteria_16S 4138134 4138049 29 113 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
334400 Bacteria_16S 4142830 4142745 29 113 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
334400 Bacteria_16S 4144396 4144311 29 113 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
334400 Bacteria_16S 4149093 4149008 29 113 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
334400 Bacteria_16S 4150648 4150563 29 113 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
334400 Bacteria_16S 4155207 4155122 29 113 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
334400 Bacteria_16S 4156773 4156688 29 113 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
334400 Bacteria_16S 4208486 4208409 36 113 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 
334400 Bacteria_16S 4231307 4231230 36 113 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
334400 Bacteria_16S 4244835 4244762 41 113 gi|219722939|ref|NR_024571.1| Brachybacterium muris 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
334400 Bacteria_16S 71037 70961 36 112 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 
334400 Bacteria_16S 183492 183416 29 105 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
334400 Bacteria_16S 323706 323630 36 112 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
334400 Bacteria_16S 360040 359972 41 108 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
334400 Bacteria_16S 361586 361518 41 108 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 


sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Nesterenkonia. 


334400 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 
334400 Bacteria_16S 
halotolerans stra 
halotolerans Bact 


Nesterenkonia. 


334400 Bacteria_16S 


strain HKI 0119 1 


Firmicutes; 


Bacteria; 


strain S-743 16S 


Tenericutes; Moll 
334400 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; 


strain AIP313.00 
Firmicutes; 


metallireducens s 


metallireducens B 
334400 Bacteria_16S 


urealyticum DSM 7 


DSM 7109 Bacteria 
Corynebacteriacea 
334400 Bacteria_16S 


saccharolyticum s 


1498218 Ha 


Halanaerobiales; 


334400 Bacteria_16S 
gandavensis strai 
gandavensis Bacte 


Arthrobacter. 


334400 Bacteria_16S 
myxococcoides str 


myxococcoides Bac 
Sporocytophaga. 


334400 Bacteria_16S 


strain CF-25 16S 


Spi 
334400 Bacteria_16S 


Clost 
334400 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 


427419 427351 41 
ain YIM70097 16S ribos 
teria; Actinobacteria; 
esterenkonia. 

430506 430438 41 
in YIM70084 16S riboso 
eria; Actinobacteria; 


108 gi 


108 gi 
mal RNA, partial 


637824 637756 41 108 gi 


727223 727147 36 112 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
765804 765728 36 112 gi 
n M9 16S ribosomal RNA, 
tes; Clostridia; 
781202 781126 36 112 
ribosomal RNA, partial sequence 


gi 


gi 


793478 793402 36 112 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
805732 805656 36 112 gi 


gi 


ridia; Clostridiales; Veillonellaceae; 


1245319 1245243 36 112 gi 


acteria; Firmicutes; Clostridia; Clost 
1291811 1291739 42 113 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 
1498135 1498059 36 112 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
1800090 1800022 41 108 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


1818574 1818490 29 112 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


1958441 1958373 41 108 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


334400 Bacteria_16S 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


334400 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


334400 Bacteria_16S 


micronuciformis s 
micronuciformis B 


334400 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


334400 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


334400 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


334400 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


1981272 1981197 40 113 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 
2105194 2105118 30 106 gi 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
2141456 2141380 36 112 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2279810 2279726 30 113 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2479658 2479574 30 113 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481167 2481083 30 nape} gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482677 2482593 30 it3 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487219 2487135 30 113 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


omal RNA, partia 
Actinobacterida 


Actinobacteridae 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
334400 Bacteria_16S 
strain 19glyl 16S 
Clost 
334400 Bacteria_16S 
jalaludinii strai 
Firmicu 
334400 Bacteria_16S 


725825 72731 
complete seque 
Clostridiales; Veillo 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


792094 79356 


16S ribosomal RNA, partial sequence 804384 80579 


1957067 19585 


2278443 22799 


2478295 24797 


2479798 24812 


2481316 24827 


265678770 
1 sequence 


265678768 
sequence 
Actinomy 


265678626 


ococcineae 
265678564 


a 
ref 


Succinisp 
265678536 
nce 76438 
nellaceae; 
265678525 


265678517 


eta. 
265678509 


Anaeroglo 
219857537 
1 sequence 
ridiales; 

228720812 
e 12904 
tinomyceta 


219846665 
16S riboso 
charolytic 


219878336 
quence 
Actinomyc 


219878324 
al sequenc 
Sphingoba 


219878223 


ococcineae; 


219878208 
al sequenc 
bacteridae; 
219878117 
ence 21038 
idiaceae; 

219857641 
rtial sequ 
ridiales; 

219857547 


219857397 


219857396 


219857395 


219857392 


ref 


NR_029075.1 


426041 427535 


e; Actinomycet 


ref 


ales; Microc 


NR_029073.1 


429128 430610 


ceta 


ref 


9 Succinispira 
ira. 


ref 


5 765927 Mitsu 
Mit 


ref 


7 Acholeplasma 


ref 


ref 


1 Anaeroglobus 
bus. 


ref 


1243915 12454 
Pept 


ref 


53 1291853 Coryn 
les; 


ref 


mal 
um 


ref 


ref 


ref 
65 Arthrobacter 


Mi 


ref 
e 1979903 19813 


Ac 


ref 
27 2105235 Anoxy 
Anox 
ref 
ence 
Veil 
ref 
08 Mycoplasma phocidae Bacteria; 


ref 
47 Mycoplasma cloacale Bacteria; 


ref 
65 Mycoplasma falconis Bacteria; 


ref 
74 Mycoplasma faucium Bacteria; 


ref 
2485849 2487317 Mycoplasma spumans Bacteria; 


In 


B 


les; 


NR_028931.1 


NR_028868.1 


NR_028840.1 


suokella. 
NR_028829.1 


eplasma. 
NR_028820.1 


NR_028812.1 


NR_025125.1 
2 
ococcaceae; 
NR_027597.1 
e 
Corynebacte 
NR_026257.1 
RNA, complet 
acteria; Fir 


NR_025475.1 


1798724 180016 
etal 


es; Micrococ 


NR_025463.1 


e 1817180 181866 
cter 


iales; Flexi 


NR_025362.1 


crococcaceae 
NR_025347.1 
8 
tinomycetale 
NR_025256.1 
n 
ynatronum. 
NR_025230.1 
214009 
lonellaceae; 


v 


NR_025135.1 


NR_024985.1 


NR_024984.1 


NR_024983.1 


Microco 


fo} 


Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 


ccineae; Micrococcaceae; 


Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
trasporangia 


ceae; Knoellia. 
Succinispira mobilis 


mobilis Bacteria; 


Mitsuokella 
kella jalaludinii 


Acholeplasma axanthum 


axanthum Bacteria; 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Anaeroglobus geminatus 


geminatus Bacteria; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Corynebacterium 
bacterium urealyticum 
rineae; 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Sporocytophaga 
7 Sporocytophaga 


bacteraceae; 


Arthrobacter luteolus 


luteolus Bacteria; 


’ 


Arthrobacter. 
Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Anoxynatronum 
atronum sibiricum 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Mycoplasma phocidae 


Mycoplasma cloacale 


Mycoplasma falconis 


Mycoplasma faucium 


NR_024980.1 


Mycoplasma spumans 


334400 Bacteria_1 


strain CH20247 16 


Tenericutes; Moll 
334400 Bacteria_1 


strain M432/72 16 


Tenericutes; Moll 
334400 Bacteria_1 
strain 1219 16S r 
Tenericutes; Moll 
334400 Bacteria_1 
strain CVL 16S ri 
D 
334400 Bacteria_1 
haemolyticum stra 
haemolyticum Bact 
334400 Bacteria_16S 


Proteobacteria; 


strain HK1 0089 1 


strain Z-7491 16S 
Spirochaetes; Spi 


334400 Bacteria_16S 


lacunarum strain 


lacunarum Bacteri 
334400 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


6S 2488732 2488648 30 113 

S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2490245 2490161 30 113 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2491756 2491672 30 113 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2614882 2614806 36 112 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
6S 2794023 2793951 34 106 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
3133942 3133874 41 108 


gi 


gi 


3317488 3317412 36 112 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3373861 3373789 36 108 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3376929 3376853 36 112 gi 
senegalense strain DSM 7379 16S 


gi 


ubsp. 


Halanaerobiaceae; Halanaerobium. 


Clostrid 


219857391 


2487368 24888 


219857390 


2488881 24903 


219857389 


2490394 24918 


219857256 


2613469 26150 
Desulfov 


219857121 
sequence 

iales; 

219846833 


6S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
334400 Bacteria_16S 


oc 
219846709 


3316113 33175 


eta. 
219846668 
quence 
ales; 
219846666 
ribosomal 


senegalense Bacteria 


Clo 


occineae; 


Halo 


ref 


ref 


ref 


ref 


ibri 
ref 

2792664 27941 
stridiaceae; 
ref 


onaceae; 


; De 
ref 


ref 

3372496 33739 
bacteroidaceae; 
ref 
RNA, 
Firmicutes; 


v 


NR_024979.1 
30 Mycoplasma buccale Bacteria; 


NR_024978.1 
43 Mycoplasma equirhinis Bacteria; 


NR_024977.1 
54 Mycoplasma anseris Bacteria; 


NR_024887.1 
09 Desulfovibrio 
De 
NR_024749.1 


cl 
NR_026425.1 
43 Demetria terragena Bacteria; 
rmacoccacea 
NR_026301.1 
87 Spirochaeta alkalica Bacteria; 


NR_026260.1 


NR_026258.1 
partial se 


s 


2 
° 
e 


5 


q 


Mycoplasma buccale 


Mycoplasma equirhinis 


Mycoplasma anseris 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Clostridium 
8 Clostridium 
stridium. 

Demetria terragena 


; Demetria. 


Spirochaeta alkalica 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Halanaerobium 
uence 3375527 3377012 


Clostridia; 


334400 Bacteria_16S 3453515 3453447 41 108 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

334400 Bacteria_16S 3456570 3456502 41 108 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
334400 Bacteria_16S 3470251 3470183 41 108 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
334400 Bacteria_16S 3483809 3483737 34 106 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

334400 Bacteria_16S 3530883 3530811 34 106 gi|219846556|ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

334400 Bacteria_16S 3661920 3661836 29 113 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
strain IC079 16S ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

334400 Bacteria_16S 3726823 3726751 42 113 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

334400 Bacteria_16S 3842555 3842479 36 112 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

334400 Bacteria_16S 3985622 3985538 29 112 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

334400 Bacteria_16S 4050430 4050358 42 113 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
334400 Bacteria_16S 4051854 4051782 42 113 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

334400 Bacteria_16S 4068416 4068333 29 112 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

334400 Bacteria_16S 4139700 4139616 29 112 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
334400 Bacteria_16S 4158338 4158254 29 112 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 


chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; 


Spiroplasmataceae; 


Spiroplasma. 


334400 Bacteria_16S 243504 243430 40 113 


novocastrense strain 73 16S ribosomal RNA, complete sequence 


gi 


265678900 


ref|NR_029208.1| Mycobacterium 
242123 243639 Mycobacterium 


novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
334400 Bacteria_16S 740906 740832 40 113 


paurometabolica strain YIM 90007 16S ribosomal RNA, partial seque 


gi 


265678554 


ref|NR_028858.1| Saccharomonospora 
nce 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 


334400 Bacteria_16S 852783 852712 43 113 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 


gi 


265678478 


ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 


radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 


Kineosporiaceae; Kineococcus. 
334400 Bacteria_16S 1476836 1476762 40 113 


2 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 
7 


gi 


subsp. avium Bacteria; Actinobacteria; Actinobacteridae 


Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC 


334400 Bacteria_16S 2428345 2428282 50 113 
strain GB6 16S ribosomal RNA, partial sequence 


334400 Bacteria_16S 2577941 2577870 43 113 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellu 
Micrococcineae 


Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 2579370 2579299 43 113 


strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellu 


Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 2746096 2746025 43 113 


A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothi 


Actinobacteridae; Actinomycetales; Micrococcineae; 
334400 Bacteria_16S 3008839 3008760 33 112 


tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial seq 


gi 


2427049 24283 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 


gi 


gi 


Micr 
gi 


Micr 
gi 


tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Ha 


334400 Bacteria_16S 3704301 3704226 38 112 
anatipestifer strain ATCC 11845 16S ribosomal RNA, 


gi 
part 


anatipestifer Bacteria; Bacteroidetes; Flavobacteria; F 


334400 Bacteria_16S 19465 19379 27 112 


gi 


roseosalivarius strain AA718 16S ribosomal RNA, partial 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteri 


Hymenobacter. 
334400 Bacteria_16S 34786 34728 48 106 


gi 


strain 961*00022/98 16S ribosomal RNA, partial sequence 


Actinobacteria; Coriobacteridae; Coriobacteriales; 
334400 Bacteria_16S 66527 66453 40 113 
strain HKI0088 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 69552 69478 40 113 


Cori 
gi 


65168 66643 


Micr 
gi 


camporealensis strain CRS-51 16S ribosomal RNA, partial 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 
334400 Bacteria_16S 205086 205008 36 113 


gi 


thermophilum strain H-6-12 16S ribosomal RNA, complete 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dic 


334400 Bacteria_16S 334592 334518 40 113 


gi 


strain ATCC 51131 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 
334400 Bacteria_16S 374982 374916 40 106 


gi 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
334400 Bacteria_16S 436723 436657 40 106 


gi 


putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Kitasatospora. 
334400 Bacteria_16S 470265 470191 40 113 
strain A10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
334400 Bacteria_16S 525473 525399 40 113 


gi 


468944 47039 


Stre 


gi 


ciconiae strain BS13 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 
334400 Bacteria_16S 539233 539159 40 113 


gi 


19878445 
Actinomy 


219857439 


219857283 


219857282 


ococcineae 
219857157 


ococcaceae 
219846918 


lospirulin 
219846434 
ial sequen 
lavobacter 
265679051 
sequence 
a; Sphingo 


265679041 
33436 

obacterine 

265679020 


ococcineae 
265679018 
sequence 


265678927 
sequence 
tyoglomace 
265678838 
33324 
ales; Cory 


265678805 
sequence 


Actinomyc 
265678764 
sequence 
265678738 
ptosporang 


265678702 
e 52414 


ref|NR_025584.1| Mycobacterium avium 
1475465 1476936 Mycobacterium avium 
cetales; Corynebacterineae; 

\% 
ref|NR_025027.1| Oceanimonas baumannii 
44 Oceanimonas baumannii Bacteria; 

e; Oceanimonas. 
ref|NR_024914.1| Cellulomonas iranensis 
lomonas iranensis Bacteria; 

; Cellulomonadaceae; Cellulomonas. 
ref|NR_024913.1| Cellulomonas persica 
lomonas persica Bacteria; 

; Cellulomonadaceae; Cellulomonas. 
ref|NR_024785.1| Rothia aeria strain 

a aeria Bacteria; Actinobacteria; 


; Rothia. 

ref|NR_026510.1| Halospirulina 

uence 3007504 3008891 Halospirulina 
a. 

ref|NR_026025.1| Riemerella 


ce 3702915 3704300 Riemerella 
iales; Flavobacteriaceae; Riemerella. 
ref|NR_029359.1| Hymenobacter 

18082 19577 Hymenobacter 
bacteriales; Flexibacteraceae; 


ref |NR_029349.1| Atopobium vaginae 
34786 Atopobium vaginae Bacteria; 

ae; Coriobacteriaceae; Atopobium. 

ref |NR_029328.1| Bogoriella caseolytica 
Bogoriella caseolytica Bacteria; 

; Bogoriellaceae; Bogoriella. 

ref |NR_029326.1| Corynebacterium 
68186 69586 Corynebacterium 


ref |NR_029235.1| Dictyoglomus 
203662 205201 Dictyoglomus 
ae; Dictyoglomus. 
ref |NR_029143.1| Mycobacterium celatum 
5 334704 Mycobacterium celatum 
nebacterineae; Mycobacteriaceae; 


ref|NR_029110.1| Kitasatospora 
373661 375050 Kitasatospora 
etales; Streptomycineae; 


ref|NR_029069.1| Kitasatospora 
435340 436871 Kitasatospora 


e; Actinomycetales; Streptomycineae; 


ref|NR_029043.1| Actinomadura latina 
5 Actinomadura latina Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_029007.1| Corynebacterium 
6 525550 Corynebacterium ciconiae 


ales; Corynebacterineae; Corynebacteriaceae; 


265678693 


psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 


ref|NR_028998.1| Mycobacterium 
537853 539333 Mycobacterium 


psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


334400 Bacteria_16S 


daecheongense strain CPW406 16S ribosomal RNA, 
daecheongense Bacteria; 


Chryseobacterium. 
334400 Bacteria_16S 
strain R9242 16S 


334400 Bacteria_16S 


566774 566688 27 
Bacteroidetes; 


569769 569695 40 


574268 574194 40 


112 


113 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


gi 


113 


gi 
partial 
Flavobacteria; 


gi 


56 


tuberculostearicum strain Medalle X 16S ribosomal RNA, 


tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Ac 


Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 


622607 622521 27 


112 


gi 


defluvii strain B2 16S ribosomal RNA, partial sequence 


Bacteria; 
334400 Bacteria_16S 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequen 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; 


Bacteroidetes; 


Flavobacteria; 
624033 623959 40 


Corynebacteriaceae; Corynebacterium. 


334400 Bacteria_16S 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequenc 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Arcanobacterium. 


Actinomycetaceae; 
334400 Bacteria_16S 
botniense strain 


Mycobacterium. 
334400 Bacteria_16S 
strain Chj707 16S 
Bacteroidetes; 
334400 Bacteria_16S 


macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; 
334400 Bacteria_16S 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial 
Coriobacteridae; 


aerofaciens Bacteria; 
Coriobacteriaceae; 
334400 Bacteria_16S 


AT1047 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Flavobacteria; 
334400 Bacteria_16S 
strain PYAN-1 16S 


Tenericutes; Mollicutes; 


334400 Bacteria_16S 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
334400 Bacteria_16S 
paranensis strain 


Flavobacteria; 


669592 669518 40 


714736 714662 40 


801157 801071 27 


1100006 1099932 40 


Acrocarpospora. 


1110623 1110553 36 


Actinobacteria; 


Collinsella. 


1273886 1273800 27 


1282634 1282556 36 


1538800 1538726 40 


Saccharothrix. 
1556920 1556854 40 


Flavobacteriales; 


113 


113 


113 


112 


ribosomal RNA, partial sequence 
Flavobacteriales; 


113 


106 


112 


Flavobacteriaceae; 


113 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


113 


106 


gi 


gi 


gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
79 


Flavobacteriaceae 


gi 


gi 


gi 


1272544 1273908 Sejon 
Sejongia. 


gi 
1:2 


Entomoplasmataceae; 


gi 


gi 


HKI 0190 16S ribosomal RNA, partial sequence 


paranensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
334400 Bacteria_16S 
terrestris strain 


Kitasatospora. 


1558414 1558348 40 


106 


gi 


HKI 0186 16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
334400 Bacteria_16S 
gansuensis strain 


Kitasatospora. 


1559908 1559842 40 


106 


gi 


HKI 0314 16S ribosomal RNA, partial sequence 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
334400 Bacteria_16S 
strain R2014 16S 


334400 Bacteria_16S 


hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 


Kitasatospora. 


1669476 1669402 40 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


1849129 1849055 40 


113 


113 


gi 


1668114 16695 


gi 


hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Arc 
334400 Bacteria_16S 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
Flavobacteria; 


joostei Bacteria; Bac 
334400 Bacteria_16S 


anobacterium. 
1920462 1920376 27 


teroidetes; 
2670992 2670918 40 


112 


113 


gi 


Flavobacteriales; 


gi 


Flavobacter 


265678675 
sequence 


265678673 
8394 56988 


265678670 


partial se 


265678637 

62122 
Flavoba 
265678636 


Actinomyc 


265678603 


265678573 
71335 


Cory 
265678512 
9765 80123 


265678310 


265678302 
sequence 


219846220 


219846087 


219857377 
sequence 


219846194 


219846193 


219846192 


219878429 


219878303 
sequence 


219878248 


219857210 


Coriobacteriales; 


gia 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; Actinomy: 


ref |NR_028980.1 
iales; 


ref |NR_028978.1 
1 Actinobaculum 


tinomycetales; 
ref |NR_028942.1 


cteriaceae; 
ref|NR_028941.1 


etales; 
ref|NR_028908.1 
e 668320 66970 


ref |NR_028878.1 


nebacterineae; 
ref|NR_028815.1 
; Kaistella. 


ref|NR_028612.1 
1098650 110009 


ref|NR_028604.1 
1109258 111072 


ref |NR_025810.1 


ref|NR_025677.1 


ref|NR_024965.1 
1537426 153893 
Pseudono 


ref|NR_025784.1 
1555586 155703 


ref|NR_025783.1 
1557082 155852 
Streptomy 


NR_025782.1 
1558576 156000 
Streptomy 
ref|NR_025568.1 
; Actinomycetace 
ref|NR_025442.1 

1847763 184924 


NR_025387.1 
1919085 192055 
Flavobacteriace 


565378 566823 


ce 622694 624168 


jeonii Bacteria; 


Chryseobacterium 
Chryseobacterium 


Flavobacteriaceae; 


Actinobaculum urinale 
urinale Bacteria; 


; Actinomycetaceae; Actinobaculum. 
ref|NR_028975.1| Corynebacterium 
quence 572888 574399 Corynebacterium 


Corynebacterineae; 


Chryseobacterium 


9 622643 Chryseobacterium defluvii 
Chryseobacterium. 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Arcanobacterium 


6 Arcanobacterium 
Actinomycineae; 


Mycobacterium 


9 714869 Mycobacterium botniense 
Mycobacteriaceae; 


Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Acrocarpospora 
8 Acrocarpospora 


Streptosporangineae; 


Collinsella 
0 Collinsella 


Coriobacterineae; 


Sejongia jeonii strain 
Bacteroidetes; 


Entomoplasma somnilux 


81261 1282749 Entomoplasma somnilux Bacteria; 
Entomoplasma. 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Kitasatospora 
1 Kitasatospora 


Streptomycineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 


cineae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Arcanobacterium 
8 Arcanobacterium 
cineae; 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 


ref|NR_024838.1 


Microbispora mesophila 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
334400 Bacteria_ 


desulfurans strai 
desulfurans Bacte 


334400 Bacteria_ 


hydrogeniphila st 
hydrogeniphila Ba 


334400 Bacteria_ 


baikonurensis str 
baikonurensis Bac 
Rho 


Nocardiaceae; 
334400 Bacteria_ 
cineracea strain 


cineracea Bacteri 
Streptomycetaceae 


334400 Bacteria_ 
strain IFO 15059 


334400 Bacteria_ 


multipotens strai 
Proteob 


Bacteria; 
334400 Bacteria_ 


propionica strain 
Proteob 


Bacteria; 
334400 Bacteria_ 


kamchatkensis str 
kamchatkensis Bac 


Desulfurella. 
334400 Bacteria_ 


histidinovorans s 
histidinovorans B 
334400 Bacteria_16S 
confusum strain D 
confusum Bacteria 
Corynebacteriacea 
334400 Bacteria_16S 
kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 
334400 Bacteria_16S 


strain DSM 43311 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


334400 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; 


wieringae strain 


wieringae Bacteri 
334400 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; 


strain ATCC 51270 
Bacteria; Bactero 


334400 Bacteria_16S 


hordeovulneris st 


hordeovulneris Ba 


Actinomycetaceae; 


334400 Bacteria_16S 


strain NCTC 11636 


Clost 
334400 Bacteria_16S 
carbinolicum stra 
carbinolicum Bact 
334400 Bacteria_16S 


Clost 
334400 Bacteria_16S 
strain 1A-C 16S r 


16S 


16S 


16S 
teria; 
16S 


acteria; 


, 


ridia; 
eria; Firmicutes; 
Firmicutes; 


a; 


ridia; 


idetes; 


Actinomyces. 


3088981 3088911 36 
train Z-7940 16S ribosomal RNA, partia 
Firmicutes; 
3098047 3097973 40 
MMZ 2439 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3200986 3200912 40 
rain CCUG 35717 16S ribosomal 
M 44385 Bacteria; Actinobacteria; Acti 
e; Corynebacterium. 

3252232 3252158 40 


3280944 3280874 36 
6S ribosomal RNA, partial sequence 3279583 32810 
Clostridiales; Eubacteriaceae; 
3282463 3282393 36 
in DSM 2925 16S ribosomal RNA, partial 
Clostrid 
3283987 3283917 36 
DSM 1911 16S ribosomal RNA, partial se 
Clostridia; Clostridial 
3285512 3285442 36 
6S ribosomal RNA, partial sequence 3284145 32856 
Clostridiales; Eubacteriaceae; 
3311446 3311372 40 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
334400 Bacteria_16S 3410322 3410240 27 
16S ribosomal RNA, partial sequence 
Bacteroidia; Bacteroidales; 
3417796 3417722 40 
rain CIP 103149 16S ribosomal RNA, par 


cteria; Actinobacteria; Actinobacterid 


3482348 3482274 40 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


334400 Bacteria_16S 3585850 3585773 36 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
3079870 3079820 29 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081446 3081396 29 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3083022 3082972 29 
ain K-119 16S ribosomal RNA, partial s 
Proteobacteria; 


nebacterin 

79 gi| 219846869 

ence 30784 

ellales; D 

79 gi|219846868 

ce 30800 

ellales; D 

79 gi| 219846867 
equence 

Deltaproteobacteria; Desu 

106 gi| 219846863 

1 sequence 

Clostridia; Clostridiales; 

113 gi| 219846857 

quence 

tinomyceta 

113 gi| 219846788 

RNA, partial seque 

nobacterid 

113 gi| 219846753 

16S ribosomal RNA, partial sequence 3250880 32523 

Streptosporang 

106 gi| 219846734 


106 


Clostridia; 


106 


106 


113 


108 


113 


113 


113 


Streptosporangineae; 


Acetobacte 
219846733 
sequence 
iales; Eub 
219846732 
quence 

es; Eubact 
219846731 


gi 


gi 


gi 


Acetobacte 
gi| 219846713 
3310081 33114 
oc 
219846638 
34089 
rphyromona 
219846633 
tial seque 
ae; Actino 


gi 


Po 
gi 


’ 


219846588 
34809 
nomycineae 


gi 


occineae; 


dace 


nce 
myce 


Streptosporangiaceae; 


16S 2704072 2704002 44 113 gi|219857186|ref|NR_024814.1| Oceanithermus 
n St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
ria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

16S 2728229 2728143 28 113 gi|219857169|ref|NR_024797.1| Persephonella 
rain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
cteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

16S 2747494 2747424 44 113 gi|219857156|ref|NR_024784.1| Rhodococcus 
ain Al1-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
dococcus. 

16S 2843930 2843864 40 106 gi|219856895|ref|NR_024714.1| Kitasatospora 
SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Kitasatospora. 

16S 2989038 2988964 40 113 gi|219846931|ref|NR_026523.1| Skermania piniformis 


56 Skermania piniformis Bacteria; 
eae; Gordoniaceae; Skermania. 
ref|NR_026461.1| Desulfurella 

57 3079982 Desulfurella multipotens 
esulfurellaceae; Desulfurella. 
ref|NR_026460.1| Desulfurella 

33 3081558 Desulfurella propionica 
esulfurellaceae; Desulfurella. 
ref|NR_026459.1]| Desulfurella 
3081609 3083134 Desulfurella 
lfurellales; Desulfurellaceae; 


ref|NR_026455.1 
3087607 308909 
Clostridiaceae; 
ref |NR_026449.1 
3096668 309807 
les; Corynebacte 


Natronincola 
0 Natronincola 
Natronincola. 
Corynebacterium 
1 Corynebacterium 
rineae; 


ref 
nce 
ae; 


NR_026380.1 
319961 
Actinomyceta 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


ref|NR_026345.1| Microtetraspora glauca 
28 Microtetraspora glauca Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_026326.1| Acetobacterium malicum 

51 Acetobacterium malicum Bacteria; 

rium. 

ref |NR_026325.1 
3281102 328257 

acteriaceae; Ace 

ref |NR_026324.1 
3282621 328409 

eriaceae; Acetobacterium. 

ref |NR_026323.1| Acetobacterium woodii 

19 Acetobacterium woodii Bacteria; 

rium. 

ref|NR_026305.1| Georgenia muralis 

97 Georgenia muralis Bacteria; 

; Bogoriellaceae; Georgenia. 

ref|NR_026230.1| Porphyromonas catoniae 

32 3410401 Porphyromonas catoniae 

ae; Porphyromonas. 

NR_026225.1| Actinomyces 

3416416 3417841 Actinomyces 

Actinomycineae; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 

Acetobacterium 
4 Acetobacterium 


ref 
tales; 
Actinomyces howellii 


myces howellii Bacteria; 
ae; Actinomyces. 


ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 


gi|219846519 


ref|NR_026111.1| Phascolarctobacterium 


faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Clostridiales; Veillonellaceae; 


Bacteria; Firmicu 


tes; Clostridia; 


Phascolarctobacterium. 


334400 Bacteria_16S 
acetivorans strai 
Proteob 
334400 Bacteria_16S 
cellobioparum str 


Bacteria; 


cellobioparum Bac 


334400 Bacteria_16S 
paracochleata str 


paracochleata Bac 


Streptomycetaceae 
334400 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 
334400 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


334400 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


334400 Bacteria_16S 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


334400 Bacteria_16S 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


strain IFO 13155 


334400 Bacteria_16S 


strain IFO 15965 


strain 12B4 16S r 
Firmicutes; Clost 


334400 Bacteria_16S 


flavescens strain 
Bacteria; Actinob 
Microbacterium. 


334400 Bacteria_16S 


strain Prevot 247 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
334400 Bacteria_16S 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


334400 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


334400 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


334400 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


334400 Bacteria_16S 


strain CCUG 42773 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
334400 Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


334400 Bacteria_16S 


strain 216 16S ri 


3588943 3588893 29 79 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3595086 3595000 27 113 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3642031 3641965 40 106 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3643563 3643497 40 106 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3645095 3645029 40 106 

S ribosomal RNA, partial sequence 


nc 
el 


1 


e; 


’ 


s 


, 


gi 


Stre 
3729732 3729658 40 113 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 
3741421 3741347 40 113 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pt 


1 


ce 
al 


3742884 3742810 40 113 
ribosomal RNA, partial sequence 


gi 
Strept 


3745814 3745740 40 113 
ibosomal RNA, partial sequence 


gi 


Stre 
gi 


pt 


3747272 3747198 40 113 


Stre 
gi 


pt 
3903667 3903593 40 113 
ki 
22515 22438 36 113 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
33276 33203 41 113 gi 
401 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


P 


ce 
al 


127308 127239 40 108 gi 
7B 16S ribosomal RNA, partial sequence 


159227 159154 41 113 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
336134 336061 41 113 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
339265 339192 41 113 gi 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
442892 442819 41 113 gi 
strain T16 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 


s 


v 


bag 8 


nc 
ri 


se 
id 
596810 596741 40 108 gi 


16S ribosomal RNA, partial sequence 


619662 619589 41 113 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


708573 708500 41 113 
bosomal RNA, partial sequence 


gi 


219846517 


219846512 
di 
219846478 
qu 
219846477 


Actinomyc 


219846476 
3643713 36451 


219846415 
id 


219846407 


219846406 
3741557 37429 


219846404 
3744485 37458 


219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 


e 35875 
lales; D 


sequence 
ales; Cl 


ence 


equence 


omycinea 
sequence 


ae; Acti 


37400 
Stre 


es; 


osporang 


osporang 


osporang 


219846293 
16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


334400 Bacteria_16S 265679049 


21157 


265679042 


265678978 


nomycineae 
265678957 


Actinomyc 


265678834 


265678832 


265678760 


265678655 


nomycineae 
265678639 


265678577 
707255 708617 Luteococcus peritonei Bacteria; 


neae; Cr 


22626 
ropionis 


31915 


es; Micr 


12591 


equence 


33475 
ales; Bi 


e 33788 
ales; Bi 


quence 
ae; Bifi 


59545 


61837 


es; Micr 


Actinomycet 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref |NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref |NR_026070.1 

3640656 364213 
ales; Strept 


ref|NR_026069.1 
3642181 364366 
etales; Strepto 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_026006.1 

3728410 372981 
nomycetales; Str 


ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref|NR_025997.1 


ineae; Streptosp 


ref|NR_025995.1 


inea 
ref 


e; Streptosp 
NR_025994.1 


inea 
ref 


e; Streptosp 
NR_025883.1 


yptosporangiacea 
ref |NR_029357.1 

Propionispira 
pira. 
ref|NR_029350.1 

33385 Microb 
ococcineae; Micr 


ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref |NR_029265.1 

157869 159336 
etales; Micrococ 


ref |NR_029139.1 
5 336267 Bifido 
fidobacteriacea 
ref |NR_029137.1 
6 339399 Bifido 
fidobacteriacea 
ref|NR_029065.1 

441527 442954 
dobacteriales; B 


ref|NR_028960.1 
5 596820 Actino 
; Actinomycetace 
ref |NR_028944.1 
1 619715 Microb 
ococcineae; Micr 


e: 


e: 


Desulfurella 
urella acetivorans 
Desulfurella. 
Clostridium 
3 Clostridium 
ostridium. 
Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 


mycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Actinomadura 
8 Actinomadura 
eptosporangineae; 


Microtetraspora 
etraspora niveoalba 


Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Propionispira arboris 
arboris Bacteria; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Microbacterium 
Microbacterium 
cineae; 


Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Bifidobacterium 
bacterium saeculare 
Bifidobacterium. 
Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


’ 


v 


Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Microbacterium 
acterium aerolatum 
obacteriaceae; 


ref|NR_028882.1 


Luteococcus peritonei 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Luteococcus. 


334400 Bacteria_16S 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


Firmicutes; 


strain ATCC 43541 
Firmicutes; 


trevisanii strain 


Clostridia; 
334400 Bacteria_16S 


Clostridia; 
334400 Bacteria_16S 

"WeeTee' 
trevisanii Bacteria; 
334400 Bacteria_16S 


Fusobacteria; 


828639 828562 36 


830215 830138 36 


869702 869625 36 


910623 910542 31 


113 


113 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


112 


1999 16S ribosomal RNA, part 
Fusobacteriales; 


112 


gi|265678494 


gi| 265678493 


gi| 265678466 


xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 


xylanovorans Bacteria; 
334400 Bacteria_16S 


Firmicutes; 
970921 970844 36 


Clostridia; Clostridiales; 


113 


82720 
Selenomonas. 


82878 
Selenomonas. 


ial sequen 
Fusobacteriaceae; 


ref|NR_028797.1 


ref 


NR_028796.1 


ref |NR_028769.1 


ce 868327 869787 
Leptotrichia. 


Selenomonas infelix 


9 828732 Selenomonas infelix Bacteria; 


Selenomonas noxia 


3 830273 Selenomonas noxia Bacteria; 


Leptotrichia 
Leptotrichia 


gi| 265678438 |ref|NR_028740.1| Clostridium 
909211 910743 Clostridium 
Clostridiaceae; Clostridium. 
gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
969528 971049 Desulfovibrio 


fructosovorans strain JJ 16S ribosomal RNA, partial sequence 


fructosovorans Bacteria; 


Desulfovibrio. 


334400 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 


halophilum strain 


Microbacterium. 


334400 Bacteria_16S 
DSM 20544 16S ribosomal 
Firmicutes; 
334400 Bacteria_16S 

acetiphilus DSM 12809 16 
12809 Bacteria; Deferribacteres; 
334400 Bacteria_16S 
DSM 18053 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
334400 Bacteria_16S 


Bacteria; 


Bacteria; 
strain CCUG 33897 


Luteococcus. 


334400 Bacteria_16S 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequen 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
334400 Bacteria_16S 


Microbacteriaceae; 


Bacteria; 
Sedis; Acidaminobacter. 
334400 Bacteria_16S 

76 16S 
Bacteria; Actinobacteria 


Proteobacteria; 
995562 995489 33 
Firmicutes; 


1113670 1113597 41 


1165142 1165066 36 


Clostridia; 
1196975 1196922 28 


1199969 1199884 28 


Sphingobacteria; 
1219484 1219411 41 


1234701 1234628 41 


1249855 1249770 28 


NS12 16S ribosomal RNA, partial sequence 


Sphingobacteria; 
mcbrellneri ATCC 
Brevibacteriaceae; 


str. 


1261760 1261687 41 


1317602 1317529 41 


Twist 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


1334523 1334450 41 


RNA, partial sequence 


Deltaproteobacteria; 


106 


strain glu 65 16S ribosomal RNA, parti 
Clostridia; 


113 


ribosomal RNA, partial sequence 
; Actinobacteridae; Actinomycetales; 


112 


81 


S ribosomal RNA, partial sequence 
Deferribacterales; 


112 


Sphing 
113 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


113 


112 
124 


113 


49030 16S ribosomal RNA, partial sequence 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 
334400 Bacteria_16S 


113 


113 


gi| 265678381 


Clostridiales; 
gi| 265678300 


gi|228720667 
1163739 11652 


Clostridiales; Veillonellaceae; 


gi| 228715574 


gi|228715480 


1198618 1200010 Dyadobacter f 


obacteriales; 
gi| 219878368 
12181 


gi|219878266 


gi|219857416 


8510 1249867 Runella zeae Bacteria; 
Sphingobacteriales; Flexibacteraceae; 
334400 Bacteria_16S 


Runella. 
219846707 
12603 


gi 


gi|228715851 
1316224 13177 


gi|228721490 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Beutenbergia. 


334400 Bacteria_16S 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 


1345225 1345156 40 


108 


228721038 
13438 


gi 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Geodermatophilus. 


334400 Bacteria_16S 
10331 16S ribosomal RNA, 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; 
Acidimicrobium. 
334400 Bacteria_16S 
vincentii ATCC 49256 16S ribosomal RNA, partial 
vincentii ATCC 49256 Bacteria; 


ferrooxidans DSM 
Acidimicrobiaceae; 
nucleatum subsp. 


nucleatum subsp. 
Fusobacterium. 


334400 Bacteria_16S 


1361826 1361750 36 


1483063 1482986 36 


1568857 1568780 36 


113 
comple 


112 


112 


strain LB23 16S ribosomal RNA, partial sequence 


Fusobacteria; 


Fusobacteriales; 
334400 Bacteria_16S 


1683130 1683061 40 


Fusobacteriaceae; 


108 


strain R5292 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


gi|228719712 
te sequence 13604 


gi|219878151 


Fusobacteria; Fus 
gi| 219846057 
1567482 15689 

Leptotrichia. 
gi| 219878420 


Deferribacteraceae; 


Actinomycetales; 


Actinomycetales; 


Micrococcineae; 


Micrococcineae; 


Desulfovibrionales; 


ref |NR_028683.1 


al sequence 994185 995652 
Clostridiales Family XII. 


ref|NR_028601.1 


ref|NR_027596.1 
Mitsuokella. 


ref|NR_027535.1 


ref |NR_027533.1 


ref|NR_025507.1 


ref|NR_025405.1 


ref |NR_025004.1 


ref|NR_026299.1 


ref|NR_027540.1 
07 Tropheryma wh 


ref|NR_027613.1 


32 Beutenbergia 


ref|NR_027601.1 


ref|NR_027584.1 


ref |NR_025290.1 
sequence 


ref |NR_025647.1 
67 Leptotrichia 


ref|NR_025559.1 


Desulfovibrionaceae; 
Acidaminobacter 
Acidaminobacter 


Incertae 


Microbacterium 


1112307 1113789 Microbacterium halophilum 
Micrococcineae; Microbacteriaceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Denitrovibrio 


1195565 1197080 Denitrovibrio acetiphilus DSM 
Denitrovibrio. 


Dyadobacter fermentans 
ermentans DSM 18053 


Flexibacteraceae; Dyadobacter. 


Luteococcus sanguinis 


99 1219566 Luteococcus sanguinis 
Propionibacterineae; 


Propionibacteriaceae; 


Microbacterium 


ce 1233340 1234817 Microbacterium 
Micrococcineae; 


Runella zeae strain 
Bacteroidetes; 


Brevibacterium 


97 1261800 Brevibacterium mcbrellneri 
Micrococcineae; 


Tropheryma whipplei 
ipplei str. Twist 


Tropheryma. 


Beutenbergia cavernae 
cavernae DSM 12333 


Beutenbergiaceae; 


Geodermatophilus 


50 1345331 Geodermatophilus obscurus DSM 
; Frankineae; Geodermatophilaceae; 


Acidimicrobium 


61 1361925 Acidimicrobium ferrooxidans 
Acidimicrobineae; 


Fusobacterium 


1481703 1483108 Fusobacterium 
obacteriales; Fusobacteriaceae; 


Leptotrichia hofstadii 
hofstadii Bacteria; 


Actinomyces oricola 


1681727 1683234 Actinomyces oricola Bacteria; 


334400 Bacteria_16S 
paraoxydans strai 
Bacteria; Actinob 


Microbacterium. 


334400 Bacteria_16S 
cardiffensis stra 
cardiffensis Bact 


Actinomycetaceae; 


334400 Bacteria_16S 
strain VenChi2 16 


Fusobacteria; 


scardovii strain 


scardovii Bacteri 


Bifidobacterium. 


334400 Bacteria_16S 
strain DSM 2875 1 


Firmicutes; 


Actinomycetaceae; 


334400 Bacteria_16S 


strain CCUG 41709 


Actinomycetaceae; 


334400 Bacteria_16S 
paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 
334400 Bacteria_16S 
foliorum strain P 
foliorum Bacteria 


Microbacterium. 


334400 Bacteria_16S 


strain CCUG 41706 


Actinomycetaceae; 


334400 Bacteria_16S 
n DSM 43307 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


334400 Bacteria_16S 
DSM 20700 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


334400 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


334400 Bacteria_16S 


avidum strain DSM 
Bacteria; Actinob 


strain MK405 16S 
Tenericutes; Moll 


strain CH 16S rib 
Tenericutes; Moll 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


Fusobacteriales; 
334400 Bacteria_16S 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Bifidobacte 


1698440 1698367 41 


1739552 1739483 40 


Actinomyces. 
1832279 1832202 36 


1833816 1833743 41 


1882594 1882521 40 


1902536 1902467 40 


Actinomyces. 
1908254 1908185 40 


1932752 1932683 40 


Actinomyces. 
1938718 1938645 41 


; Brevibacterium. 
1949434 1949361 41 


1952546 1952477 40 


1955487 1955418 40 


Actinomyces. 
2077617 2077544 41 


eae; Propionibacterium. 
2079178 2079105 41 


eae; Propionibacterium. 
2080730 2080657 41 


eria; Actinobacteria; 
eae; Propionimicrobium. 
2082287 2082214 41 


2202050 2201965 29 


2211125 2211040 29 


2329574 2329501 41 


; Microbacterium. 


334400 Bacteria_16S 


2359837 2359764 41 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
334400 Bacteria_16S 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
334400 Bacteria_16S 
n LMG S-19263 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


113 


108 


in CCUG 44997 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


112 


S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


113 


113 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridia; 
334400 Bacteria_16S 

suimastitidis str 
suimastitidis Bac 


108 


108 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
334400 Bacteria_16S 
radicidentis stra 
radicidentis Bact 


108 


in CCUG 36733 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


113 


n CF 62 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


113 


333/02 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


108 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
334400 Bacteria_16S 
urogenitalis stra 
urogenitalis Bact 


108 


in CCUG 38702 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


113 


Actinomyc 
113 gi| 219878137 
partial sequence 


113 


in DSM 4903 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomy 


113 


4901 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
Propionibacterium. 
334400 Bacteria_16S 


113 


113 


113 


113 


gi|219878409 


gi|219878382 


gi| 219878315 
Ilyobacter. 

gi| 219878313 
sequence 


gi|219878278 


gi|219878262 


219878258 
19068 


gi 


219878240 
sequenc 


gi 
gi| 219878236 
Actinomyc 
gi| 219878229 


219878227 
19511 


gi 


219878225 
sequenc 
Actinomy 


gi 


gi|219878138 


Actinomyce 


gi|219878136 


219878135 
20809 
Prop 


gi 


gi|219857598 
2200688 22021 


gi|219857592 
2209746 22112 


219857510 
sequenc 
Actinomyc 


gi 


Micr 


1830898 18324 


Actinomy 


ref 


n CF36 16S ribosomal RNA, partial sequence 1697056 1 
acteria; Actinobacteridae; Actinomycetales; 


ref 


sequence 1 
Actinomy 


ref 


ref 


ref 


Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ioni 


ref 


ref 


ref 


etal 


gi|219857488 


ref 


cetales; 


riales; 


68 1908267 Actin 


e 1931360 193276 
cetales; 


1937348 193875 
etales; 


1948071 194955 


e 1954098 195552 
cetales; 


2076251 207775 
etales; Propioni 


2077807 207932 
tales; Propionib 


2079371 208087 
cetales; Propion 


23 2082426 Propio 


e 2328328 232964 


NR_025548.1 
698545 Micro 


NR_025521.1 
738160 17396 


NR_025454.1 


NR_025452.1 


NR_025417.1 


NR_025379.1 


NR_025375.1 


NR_025368.1 


NR_025366.1 


NR_025364.1 


NR_025277.1 


NR_025276.1 


NR_025275.1 


NR_025274.1 
bacterineae 


NR_025186.1 


NR_025180.1 


NR_025098.1 


es; Micrococ 


Microbacterium 


bacterium paraoxydans 
ococcineae; Microbacteriaceae; 


Actinomyces 


81 Actinomyces 
Actinomycineae; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Bifidobacterium 


1832458 1833837 Bifidobacterium 
Bifidobacteriaceae; 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 


ain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
teria; Actinobacteria; Actinobacteridae; 


NR_025401.1| Actinomyces 
Actinomycineae; 
NR_025397.1| Actinomyces catuli 


omyces catuli Bacteria; 
Actinomycetaceae; Actinomyces. 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Brevibacterium 
9 Brevibacterium 


Micrococcineae; 


Microbacterium 
0 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Actinomyces canis 


63 1952590 Actinomyces canis Bacteria; 
Actinomycetaceae; Actinomyces. 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Propionibacterium 
nibacterium avidum 


Propionibacteriaceae; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Microbacterium 
4 Microbacterium 
cineae; 


NR_025076.1 


Propionibacterium 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 


australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 


334400 Bacteria_16S 2394808 2394727 28 108 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 
strain Loup-1 16S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

334400 Bacteria_16S 2561000 2560935 36 100 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

334400 Bacteria_16S 2588650 2588577 41 113 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

334400 Bacteria_16S 2627173 2627100 41 113 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

334400 Bacteria_16S 2707085 2707008 36 113 gi|219857184|ref|NR_024812.1| Exiguobacterium 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
334400 Bacteria_16S 2791162 2791089 41 113 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

334400 Bacteria_16S 2815126 2815053 41 113 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
334400 Bacteria_16S 2887313 2887260 29 82 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

334400 Bacteria_16S 2899390 2899317 41 113 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

334400 Bacteria_16S 2902441 2902368 41 113 gi|219856855|ref|NR_024674.1| Leucobacter albus 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
334400 Bacteria_16S 2958508 2958435 41 113 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

334400 Bacteria_16S 2959969 2959896 41 113 gi|219856817|ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

334400 Bacteria_16S 3028427 3028350 36 113 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
334400 Bacteria_16S 3069350 3069277 41 113 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

334400 Bacteria_16S 3115972 3115899 41 113 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

334400 Bacteria_16S 3202426 3202357 40 108 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

334400 Bacteria_16S 3219020 3218935 28 112 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

334400 Bacteria_16S 3232552 3232479 33 106 gi|219846766|ref|NR_026358.1| Peptoniphilus harei 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 3232656 Peptoniphilus harei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

334400 Bacteria_16S 3329656 3329583 41 113 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

334400 Bacteria_16S 3392071 3391994 36 L12 gi|219846651|ref|NR_026243.1| Propionigenium maris 


strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 3392140 Propionigenium maris Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 


334400 Bacteria_16S 


strain DSM 20145 


Actinobacteria; Actinobacteridae; Actin 
334400 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


334400 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


334400 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


334400 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


334400 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


334400 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


334400 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


334400 Bacteria_16S 


periodonticum str 
periodonticum Bac 


334400 Bacteria_16S 


nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


334400 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


334400 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


334400 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


334400 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


334400 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


334400 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


334400 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


334400 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


334400 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


334400 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


3506515 3506442 41 113 gi 
16S ribosomal RNA, par 
omycetales; Micr 
3508033 3507960 41 113 gi 
DSM 20166 16S ribosomal RNA, partial s 


a; Actinobacteria; Actinobacteridae; Act 


oc 


3509554 3509481 41 
in DSM 20638 16S ribos 
eria; Actinobacteria; 
Microbacterium. 
3511074 3511001 41 
DSM 20530 16S ribosoma 
a; Actinobacteria; Act 


113 gi|2 
omal RNA, partial 
Actinobacteridae; 


La 
113 gi 
1 RNA, partial seq 
inobacteridae; Act 


3512598 3512525 41 113 gi 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


qu 


v 


3547897 3547816 28 108 gi 


cteroidia; Bacteroidales; Porphyromonada 
3552476 3552403 34 106 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3602830 3602761 40 108 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3619372 3619295 36 112 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3620753 3620676 36 112 gi 
animalis strain NCTC 12276 16S ribosomal 
animalis Bacteria; 


Ca 
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; 


se 
Fu 


Fusobacterium. 

3622134 3622057 36 112 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; Fusoba 
4032231 4032162 40 108 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4033783 4033714 40 108 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4035335 4035266 40 108 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 
4136568 4136483 29 113 gi 
rain MQ-4 16S ribosomal RNA, partial s 
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ain PUP-1 16S ribosomal RNA, partial s 
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4153642 4153557 29 113 gi 
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bosomal RNA, partial sequence 
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al 
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e; 


eq 
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pl 
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ta 
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eq 
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19846570 
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tinomyceta 
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6S ribosomal RNA, partial sequence 3546505 35479 
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3551089 35526 
loramato 
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Actinomy 


ceae; 


219846493 


quence 
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40308 
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219846201 


40324 


es; Glyc 
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Actinomycet 
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uence 


lasmatal 
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ceae; 


ceae; 
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ria; Fusobacteria; Fusobacteriales; Fu 
40594 40518 36 112 gi 
F-2 16S ribosomal RNA, complete seque 
tes; Bacillales; Staphylococcus. 

88908 88836 41 112 gi 
n A 0404 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 


s 


ne 


qu 
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bosomal RNA, partial sequence 
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e 39179 


265679004 
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vobacteria 
265678876 
275297 276761 Helicobacter bilis Bacteria; 


inomycet 


inomycet 


sobacter 
219846492 
RNA, pa 
Fusobacteria; 


cteriale 
219846202 


ale 
219846112 
4152247 41 
Sp 
219846108 
4158509 41600 
Sp 
219846089 


ref |NR_026164.1 


; Microbacteriac 
ref|NR_026163.1 

3506673 350814 
ales; Micrococc 
ref |NR_026162.1 
3508192 350966 
cetales; Microc 


les; Microc 
ref|NR_026137.1 
87 Porphyromonas 
rphyromonas 
ref|NR_026134.1 


r. 
ref |NR_026097.1 

3601450 360294 
cetales; Actino 


ref|NR_026085.1 
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iaceae; Fusobact 
ref |NR_026084.1 
rtial sequence 


ref 
sequ 


NR_026083.1 
ence 362084 
s; Fusobacteriac 
ref|NR_025792.1 
56 4032350 Glycom 
omycineae; Glyco 
ref|NR_025791.1 
01 4033899 Glycom 
omycineae; Glyco 
ref|NR_025790.1 
ence 403395 
ales; Glycom 


ref|NR_025713.1 
135174 413668 
Spiroplasmat 
ref|NR_025706.1 

4146134 414764 
s; Spiroplasmata 
ref|NR_025702.1 


rs 


es; 


lasma. 
NR_025698.1 


irop 
ref 


lasma. 
NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref|NR_029345.1 


40723 Staphy 


irop 
ref 


rs 


ref|NR_029312.1 
87607 88985 
les; Flavobacter 


i 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


eae; Microbacteriaceae; 


Porphyromonas cansulci 
cansulci Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Actinomyces 
5 Actinomyces 


mycineae; 


Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Glycomyces algeriensis 
yces algeriensis 
mycetaceae; Glycomyces. 
Glycomyces arizonensis 
yces arizonensis 
mycetaceae; Glycomyces. 
Glycomyces 
0 4035456 Glycomyces 
ycineae; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Fusobacterium 

4 Fusobacterium 
ium. 

Staphylococcus 
lococcus condimenti 


Capnocytophaga 
Capnocytophaga 
iaceae; Capnocytophaga. 


ref|NR_029182.1 


Helicobacter bilis 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


334400 Bacteria_16S 
strain ATCC 23391 
Tenericutes; Moll 
334400 Bacteria_16S 
saccharolyticus s 
saccharolyticus B 
334400 Bacteria_16S 
strain R 16089 16 
Firmicutes; Bacil 
334400 Bacteria_16S 
strain R 16086 16 
Firmicutes; Bacil 
334400 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; Sp 
334400 Bacteria_16S 

thermohalophila strain 
thermohalophila B 
334400 Bacteria_16S 
strain HKI 0120 1 


334400 Bacteria_16S 
lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 
334400 Bacteria_16S 
strain PG14 16S r 
Tenericutes; Moll 
334400 Bacteria_16S 
halorespirans str 
halorespirans Bac 
Sulfurospirillum. 
334400 Bacteria_16S 
strain T-3 16S ri 
Bacteroidetes; Sp 
334400 Bacteria_16S 
barnesii strain S 
Bacteria; Proteob 
334400 Bacteria_16S 
succinus subsp. s 
Staphylococcus 
334400 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 
334400 Bacteria_16S 
psychrophilus str 
psychrophilus Bac 
334400 Bacteria_16S 
halotolerans stra 
halotolerans Bacteria; 
334400 Bacteria_16S 
subsp. equorum st 
subsp. equorum Ba 
334400 Bacteria_16S 
subsp. urealyticu 
capitis subsp. ur 
334400 Bacteria_16S 
carnosus subsp. c 
carnosus subsp. c 
334400 Bacteria_16S 
strain MP145 16S 
Tenericutes; Moll 
334400 Bacteria_16S 
strain GD521 16S 
Firmicutes; Bacil 
334400 Bacteria_16S 
subsp. sciuri str 
subsp. sciuri Bac 
334400 Bacteria_16S 


ria; 


acteria; 


S ribosomal RNA, 
lales; 


S ribosomal RNA, 
lales; 


ribosomal RNA, partia 
hingobacteria; 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


hingobacteria; 


Proteobacteria; 


teria; 


cteria; 


teria; 


288701 288617 30 


313142 313066 36 


Firmicutes; 
453638 453562 36 


Macrococcus. 
455237 455161 36 


Macrococcus. 
571311 571243 41 


Sphingo 
592233 592161 41 


Fru22 16S ribosomal RNA, partial 
acteria; 


Bacteroidetes; 
636293 636225 41 


642463 642395 41 


804244 804160 30 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


866581 866497 29 


ain PCE-M2 16S ribosomal RNA, 
teria; Proteobacteria; Epsilonproteoba 


975591 975511 33 


bosomal RNA, partial sequence 
Sphingobacteriales; 


981487 981403 29 


1019804 1019728 36 


succinus subsp. 
1027505 1027429 36 


1285728 1285652 36 


Firmicutes; 
1287285 1287209 36 


in YKJ-101 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
1294878 1294802 36 


Firmicutes; 
1320715 1320639 36 


1322257 1322181 36 


1393393 1393309 30 


1434448 1434372 36 


Staphylococcus. 
1479969 1479893 36 


Firmicutes; 
1715213 1715145 41 


Firmicutes; 


113 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


112 


train S 1 16S ribosomal RNA, partial s 
Bacillales; 


112 


complete sequence 


112 


complete sequence 


rain EL-30 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
esterenkonia. 


ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 


uccinus strain AMG-D1 16S ribosomal RNA, 


112 


ain YKJ-115 16S ribosomal RNA, partial 
Bacillales; 


112 
Pp 
J 
112 


rain PA 231 16S ribosomal RNA, partial 
Bacillales; 


112 


s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 


112 


arnosus strain 361 16S ribosomal RNA, 
arnosus Bacteria; 


B 
113 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


112 


ribosomal RNA, partial sequence 
lales; 


112 


ain DSM 20345 16S ribosomal RNA, 
Bacillales; 


108 


265678868 
28734 


gi 


265678852 
equence 

Staphylococcus. 
gi| 265678752 
452220 45376 


gi 


gi|265678751 
453819 45536 


802889 80433 


n ASRB2 16S ribosomal RNA, partial sequence 
Deltaproteobacter 


ia; Syntro 
219846054 
sequence 
icoccus. 
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sequence 
coccus. 
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sequence 
lococcus. 
228715347 
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partial se 
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gi|228716184 
1392046 13934 


gi 


Jeotgal 
gi 
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gi 


Staphy 
gi 


gi 


gi|224581433 
1433051 14345 


219878381 
ete sequen 
ococcus. 

219878398 


gi 
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Staphyl 
gi 


faecium strain DSM 11690 16S ribosomal RNA, partial sequence 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 


Sphingobacterium. 


1 sequenc 


taphy 
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ref 


3 


ref 


ref 


108 gi| 265678672 |ref|NR_028977.1 

1 sequence 569932 57142 
bacteriales; Sphingobacteriaceae; Pedobact 
112 gi| 265678658 |ref|NR_028963.1 
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Bacteroidia; Bacteroidales; Marinilabiac 
108 gi| 265678627 |ref|NR_028932.1 

ial sequence 634924 63640 
omycetales; Micrococcineae; Intrasporangia 
108 gi| 265678623 |ref|NR_028928.1 
sequence 641107 642573 
ae; Actinomycetales; Micro 
113 gi|265678510|ref|NR_028813.1 


112 gi|265678468|ref|NR_028771.1 

partial sequence 865186 866674 

cteria; Campylobacterales; 

112 gi|265678394|ref|NR_028696.1 

974224 97564 

Saprospiraceae; Lewinella. 

112 gi|265678390|ref|NR_028692.1 

ce 980099 981569 Sulfur 

obacterales; Campylobacter 

112 gi|265678365|ref|NR_028667.1 

complete sequence 
succinus Bacteria; Firmicutes; Bacillales; 
112 gi|265678360|ref|NR_028662.1 


phob 
ref 
ref 
ref 
ref 
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ref 
quen 


loco 
ref 


ref 
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11738 31326 
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1284334 12858 
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1293463 12949 
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1 
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4 
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4 
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9 


NR_027520.1 
5 
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coccus. 
NR_027518.1 
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ccus. 

NR_027548.1 


NR_027215.1 


NR_025520.1 
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Mycoplasma felis 
asma felis Bacteria; 


Staphylococcus 
Staphylococcus 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 

Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 

coccineae; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Staphylococcus 
1018386 1019933 
Staphylococcus. 
Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Staphylococcus equorum 
6 Staphylococcus equorum 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


NR_025537.1 


Sphingobacterium 


1713828 1715321 Sphingobacterium 


334400 Bacteria_16S 


Bacteroidetes; Sphingobac 
334400 Bacteria_16S 


334400 Bacteria_16S 
strain MX9 16S ribosomal 


1718300 1718232 41 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 17183 
Sphingobacteriales; 
1906740 1906668 41 
aerophilus strain I/26Corl 16S ribosomal RNA, partial s 
aerophilus Bacteria; Bacteroidetes; 


108 
teria; 


112 


113 
RNA, partial sequence 


Sphingobacteria; 
2200538 2200454 30 


gi 


gi 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


334400 Bacteria_16S 


334400 Bacteria_16S 
strain H831 16S r 
Tenericutes; Moll 
334400 Bacteria_16S 
strain 1340 16S r 
Tenericutes; Moll 
334400 Bacteria_16S 
strain LMG11607 1 
Bacteroidetes; Flavobacte 
334400 Bacteria_16S 
strain 3T 16S rib 
Tenericutes; Moll 
334400 Bacteria_16S 
strain T1-X7 16S 


ibosomal 


ibosomal 


334400 Bacteria_16S 
strain SCH-89 16S 


334400 Bacteria_16S 
mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 

334400 Bacteria_16S 
agariperforans st 
agariperforans Ba 
Reichenbachiella. 
334400 Bacteria_16S 
vitulinus strain ATCC 511 
vitulinus Bacteria; Firmi 
334400 Bacteria_16S 
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334400 Bacteria_16S 
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334400 Bacteria_16S 
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334400 Bacteria_16S 
actinosclerus str 
actinosclerus Bac 
Hymenobacter. 

334400 Bacteria_16S 
deleyianum strain 
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Spirill 


Sulfurospirillum deleyianum Bacteria; P 


Campylobacteraceae; Sulfu 


334400 Bacteria_16S 


2917871 2917795 36 
arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
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16S ribosomal RNA, partial sequence 3063651 30650 
Streptoc 
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2491905 24933 
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uence 
ngobacte 
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ref|NR_025176.1 
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eriaceae 
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ref 
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ref|NR_024923.1 
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ampylobacterale 
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ref|NR_024775.1 
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acteriales; Fla 
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Sphingob 
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ref|NR_024669.1 
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sequence 2910285 291177 
cus. 
ref |NR_024667.1 
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27 Streptococcus 
cus. 
ref |NR_026470.1 

3065078 306652 
cteriales; Flexi 
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phingoba 


ref 
nce 
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al seque 313708 


s: 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Riemerella columbina 


26 Riemerella columbina Bacteria; 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Tetrasphaera japonica 


49 Tetrasphaera japonica Bacteria; 


ceae; Tetrasphaera. 
Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 
Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Streptococcus ovis 
ovis Bacteria; 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Sulfurospirillum 
4 3138514 


219846816 


ref 
3 


NR_026408.1 
158497 315992 


Sulfurospirillum 
9 Sulfurospirillum 


arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Sulfurospirillum. 


334400 Bacteria_1 


strain DSM 20541 


strain LRB 8581 1 
Proteobacteria; 


Tenericutes; Moll 


334400 Bacteria_16S 
leonicaptivi stra 


Bacteria; Teneric 


strain PS6 16S ri 
Tenericutes; Moll 


334400 Bacteria_16S 


strain ATCC 29543 
Bacteria; 


Proteobacteria; E 


strain AW 25 16S 
Firmicutes; Bacil 


334400 Bacteria_16S 
strain DD 16S rib 


Tenericutes; Moll 


334400 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


334400 Bacteria_16S 


strain G2 16S rib 


Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

334400 Bacteria_16S 76991 76920 41 112 gi| 265679013 |ref|NR_029321.1 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chl 
334400 Bacteria_16S 124257 124190 41 107 gi|265678980|ref|NR_029288.1 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
334400 Bacteria_16S 307016 306933 29 112 gi| 265678856 |ref|NR_029162.1 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsi 
334400 Bacteria_16S 969354 969291 43 106 gi| 265678398 |ref|NR_028700.1 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Kitasatospora. 

334400 Bacteria_16S 1077353 1077280 41 113 gi|265678325|ref|NR_028627.1 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 10774 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteracea 
334400 Bacteria_16S 1178786 1178703 29 112 gi|228718030|ref|NR_027570.1 


DSM 12563 16S rib 
Bacteria; Spiroch 


334400 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


334400 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


334400 Bacteria_16S 


papyrosolvens DSM 
2782 Bacteria; Fi 


334400 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


334400 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


334400 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


E 


Proteob 
334400 Bacteria_16S 
strain 165 16S ri 


6S 3458099 3458031 41 108 


gi 


6S 3698244 3698160 29 112 


gi 


3756335 3756251 30 113 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3784975 3784891 30 113 gi 


gi 


3800032 3799948 30 113 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3818337 3818253 29 112 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; 
3819860 3819776 29 112 
bosomal RNA, partial sequence 


gi 


gi 


3845623 3845547 36 112 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

3859135 3859051 30 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3885286 3885202 30 113 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4198009 4197953 57 113 gi 
osomal RNA, partial sequence 


gi 


113 gi 


osomal RNA, partial sequence 
aetes; 
1275308 1275222 27 112 

ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1328389 1328334 58 113 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1577946 1577895 27 78 gi 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 
1786506 1786427 30 108 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Porphyromona 
2109654 2109603 27 78 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2559489 2559419 36 106 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


Eubacteriaceae; 


in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
334400 Bacteria_16S 


Campyl 


psilonproteobacteria; Campylobacterale 
334400 Bacteria_16S 


Spirochaetales; Brachyspiraceae; 


Flavoba 


219846605 


16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
334400 Bacteria_1 


oc 
219846438 


6S ribosomal RNA, partial sequence 3696887 36983 
psilonproteobacteria; Campylobacterale 
334400 Bacteria_16S 
strain PG43 16S r 


S; 
219846395 


3754983 37564 


219846374 
en 
coplasma. 

219846363 


3798661 38001 


219846351 


ob 
219846350 


3818485 38199 
Helicob 


Ss; 
219846332 


3844228 38456 


219846323 


3857775 38592 


219846306 


3883911 38853 


219846077 


4196627 41980 


1177428 11788 
Brachysp 


v 


219846219 


1273959 12753 
eriaceae; 


ct 
219846129 
rt 
ales; 
219846510 
ence 15765 
lostridiac 
219878345 
17851 
daceae; 
219873437 


2108290 21097 
ostridiu 


Gl 
219857338 


Eubacteriu 


occineae 


Helicob 


ce 37836 


38169 
acterale 


ial sequ 
Lact 


Dy 


ref |NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref |NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref|NR_025986.1 


ref|NR_025965.1 
21 3785045 Mycopl 


ref|NR_025954.1 


ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref |NR_025941.1 


acte 
ref 


raceae; Heli 
NR_025922.1 


ref|NR_025913.1 
ref 


NR_025896.1 


ref |NR_025667.1 
08 Anoxybacillus 


ira. 
ref|NR_025809.1 
, Se 
ref 
ence 


jongia. 
NR_025719.1 
132699 
obacillaceae; La 
ref|NR_026102.1 
77 1578067 Clostr 
eae; Clostridiu 
ref|NR_025484.1 
30 1786580 Dysgon 
sgonomonas. 
ref |NR_026099.2 


mM. 


mM. 


Nesterenkonia halobia 
halobia Bacteria; 
; Nesterenkonia. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma 
asma leonicaptivi 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


57 Helicobacter cinaedi Bacteria; 


cobacter. 
Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Neorickettsia risticii 
risticii Bacteria; 

a. 

Kitasatospora 
Kitasatospora 
tomycineae; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Lactobacillus sakei 

5 1328388 Lactobacillus 
ctobacillus. 
Clostridium 

idium papyrosolvens DSM 


Dysgonomonas mossii 
omonas mossii Bacteria; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


ref|NR_024926.1 


mM. 


Eubacterium aggregans 


2558106 2559614 Eubacterium aggregans Bacteria; 


334400 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 
334400 Bacteria_16S 
train CSK1 16S ribosomal RNA, partial 
Clostridia; 


straminisolvens s 


straminisolvens B 
334400 Bacteria_16S 


strain IFO 16295 


Ruminococcaceae. 


334400 Bacteria_16S 
cellulolyticus st 
cellulolyticus Ba 
334400 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; 


strain ATCC 29147 
Bacteroidetes; Ba 


334400 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


334400 Bacteria_16S 
34 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 
Saccharomonospora. 
334400 Bacteria_16S 
28 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


cyanea strain NA1 
Bacteria; Actinob 


azurea strain NA1 


Bacteria; Actinob 


Saccharomonospora 


334400 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 


334400 Bacteria_16S 


strain SEBR 7054 
Thermotogae; Ther 


334400 Bacteria_16S 
ain BJ-608 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 


castelarensis str 
castelarensis Bac 
Streptomycetaceae 


334400 Bacteria_16S 
train sr15 16S ribosomal RNA, 


acidaminovorans s 
acidaminovorans B 


334400 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


334400 Bacteria_16S 


strain B22P3 16S 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


334400 Bacteria_16S 
s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


334400 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


334400 Bacteria_16S 


strain AC 615 16S 


Ba 
334400 Bacteria_16S 


2654617 2654550 46 


2683189 2683138 27 
acteria; Firmicutes; 
2771424 2771349 40 
2957048 2956977 43 
; Microbacterium. 

3851582 3851531 27 
cc 35603 Bacteria; 
3853094 3853043 27 


cteria; Firmicutes; 
3865264 3865185 30 


cteroidia; Bacteroidales; 
3868313 3868234 30 


cteroidia; Bacteroidales; 
4188915 4188832 29 


1367 1293 40 


2906 2832 40 


148387 148314 40 
Kineococcus. 

248103 248025 36 
motogales; 
369007 368933 40 
; Streptomyces. 


484081 484035 35 


acteria; Synergistetes; 
542253 542179 38 


tes; Bacillales; 


599627 599553 40 


601157 601083 40 


; Streptomyces. 
657480 657406 40 


; Streptomyces. 
677298 677220 36 


nergistia; Synergistales; 
839286 839212 40 


876999 876925 40 


bosomal RNA, partial sequence 


113 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


78 


113 


113 


16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 


gi| 219857222 


2653267 26546 


219857201 
sequence 


gi 


Clostridiales; 


gi| 219857137 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
334400 Bacteria_16S 
ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 
334400 Bacteria_16S 
cellulosolvens st 
cellulosolvens AT 


gi|219856819 


rain IFO 14548 16S ribosomal RNA, partial sequence 2955705 295711 
cteria; Actinobacteria; Actinobacteridae; 


rain ATCC 35603 16S ribosomal RNA, partial sequence 
Firmicutes; 


rain CD2 16S ribosomal RNA, partial sequence 
Clostridia; 


6S ribosomal RNA, partial sequence 4187537 41889 
rochaetales; Brachyspiraceae; 


Actinomycetales; 


ref|NR_024850.1 
Azoarcus. 
ref |NR_024829.1 

2681812 268325 
Clostridiaceae; 
ref|NR_024765.1 


ref|NR_024638.1 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Clostridium 
8 Clostridium 
Clostridium. 
Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Microbacterium 
4 Microbacterium 


Micrococcineae; 


78 gi|219846328|ref|NR_025918.1| Bacteroides 
3850218 3851681 Bacteroides 
Clostridia; Clostridiales; Ruminococcaceae; unclassified 
78 gi|219846327|ref|NR_025917.1| Acetivibrio 
3851732 3853195 Acetivibrio 
Clostridiales; Ruminococcaceae; Acetivibrio. 
108 gi|219846319|ref|NR_025909.1| Alistipes putredinis 
3863852 3865319 Alistipes putredinis Bacteria; 
Rikenellaceae; Alistipes. 
108 gi|219846317|ref|NR_025907.1| Porphyromonas levii 
3866893 3868368 Porphyromonas levii Bacteria; 
Porphyromonadaceae; Porphyromonas. 
112 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 
98 Brachyspira pilosicoli Bacteria; 
Brachyspira. 
113 gi|265679063|ref|NR_029371.1| Saccharomonospora 
sequence 1 1489 Saccharomonospora cyanea 
Pseudonocardineae; Pseudonocardiaceae; 
113 gi|265679062|ref|NR_029370.1| Saccharomonospora 
sequence 1539 3029 Saccharomonospora azurea 
Pseudonocardineae; Pseudonocardiaceae; 
113 gi|265678964|ref|NR_029272.1| Kineococcus 
147044 148460 Kineococcus 


113 


Thermotoga. 


113 


81 


112 


CW1 16S ribosomal RNA, partial sequence 
Staphylococcus. 


113 


ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 
rain D13P3 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacteridae; 


Streptomycinea 
113 gi| 265678652 
partial sequence 


113 


113 


Synergistaceae; 


113 


partial 


partial 
Synergistia; Synergistal 


n Ra 333 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi| 265678897 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogaceae; 


265678809 
sequence 


gi 


265678729 
sequence 


gi 
gi| 265678691 


gi| 265678653 


598291 59976 


gi| 265678612 


gi| 265678598 


675861 67745 
Anaero 


gi| 265678487 


Actinomyc 


e; Actinomycetales; 


54086 


Actino: 


A, partial 
eridae; Ac 


etales; Kineospo 


ref |NR_029205.1 


ref|NR_029114.1 
367645 369119 
Strept 


ref |NR_029034.1 

482698 484170 
es; Synergistace 
ref |NR_028996.1 
2 542331 Staphy 


ref |NR_028958.1 
1 Streptomyces 
e; Streptomyceta 
ref|NR_028957.1 

599812 601293 
mycetales; Strep 


ref |NR_028917.1 
sequence 656132 
tinomycetales; S 


ref|NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_028790.1 


riineae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Streptomyces 
Streptomyces 
omycineae; 


Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 
Staphylococcus 
lococcus nepalensis 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Streptomyces 
657614 Streptomyces 


treptomycineae; 


Anaerobaculum mobile 
mobile Bacteria; 


Nonomuraea rubra 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 
scopiformis strain A25 16S ribosomal RNA, partial sequence 


Str 


113 


837961 83941 


gi 


eptosporang 


7 Nonomuraea rubra Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 


265678461 
87568 


ref|NR_028764.1| Streptomyces 
6 877087 Streptomyces scopiformis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
334400 Bacteria_16S 


flava strain AS 4.1520 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharopolyspora. 
334400 Bacteria_16S 


889147 889073 40 


890652 890578 41 


113 


113 


gi 


gi 


265678452 


265678451 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 


catellatispora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
334400 Bacteria_16S 


Actinomadura. 
967928 967858 43 


113 


strain 4A 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


334400 Bacteria_16S 


1098497 1098431 40 


105 


gi 


966531 96793 
Halomonadacea 


gi 


scabrisporus strain KM-4927 16S ribosomal RNA, partial 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
334400 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 
334400 Bacteria_16S 


azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partia 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydro 


334400 Bacteria_16S 
strain CBS 107.95 


334400 Bacteria_16S 
strain ELCA-2 16S 


Tenericutes; Mollicutes; 


334400 Bacteria_16S 


thermoviolaceus subsp. thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Ba 
Streptomycetaceae 


Actinobacteridae; 
334400 Bacteria_16S 
glauca strain K62 


Saccharomonospora. 
334400 Bacteria_16S 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
334400 Bacteria_16S 
coelescens strain 


Actinomycetales; 


1172738 1172692 35 


1242340 1242254 28 


1263203 1263129 40 


1279683 1279605 36 


1308428 1308354 40 


1417460 1417386 40 


1426677 1426603 40 


1428242 1428168 40 


AS 4.1594 16S ribosomal RNA, 


Synergistetes; 


81 


113 


113 


113 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


113 


Streptomycineae; 


113 


113 


gi 


11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


1278319 12798 
Entomoplasmataceae; Mesop 


gi 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


coelescens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
334400 Bacteria_16S 
bernardiae strain 


bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetale 
Arcanobacterium. 

334400 Bacteria_16S 1475279 1475205 40 113 gi| 219878476 |ref 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Streptomycetaceae; Streptomyces. 

334400 Bacteria_16S 1489111 1489037 40 113 gi|219857134|ref 


subsp. 
subsp. 
Streptomycetaceae; 
334400 Bacteria_16S 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Streptomyces. 


1458687 1458613 40 


1541910 1541841 40 


Actinosynnemataceae; Actinokineospora. 


334400 Bacteria_16S 
strain DSM 40258 


334400 Bacteria_16S 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 


1590205 1590131 40 


1593301 1593227 40 


113 gi 
partial 
113 gi 


rimosus strain JCM 4667 16S ribosomal RNA, 
rimosus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


108 


113 


113 


LCDC 89/0504 16S ribosomal RNA, parti 


complete sequen 


gi 


gi 


gi 


rimosus subsp. paromomycinus Bacteria; Actinobacteria; 


Streptomycineae; 
334400 Bacteria_16S 


Streptomycetaceae; 


1594847 1594773 40 


Streptomyces. 


113 


gi 


265678400 


265678311 
sequence 


228719312 


219878120 


219846681 


219846093 


228721493 


224581447 


224581441 


224581440 
sequence 


224581414 


219857375 


219878485 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878483 
partial 


219878482 


88778 


ence 11713 


Synergistia; Synergi 


1 sequence 
genothermaceae 


12618 
Coryneba 


16S ribosomal 


14160 
Pseudono 


al sequenc 


Actinobacterid 


Streptomycineae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
sequ 


3 889225 Sacch 


889276 890727 
Actinomycetales; 


1097121 109859 
Actinomyceta 


1240965 124241 


93 1417582 Saccha 


e 1425302 142681 
Actinomycet 


1426862 142837 
Actinomycetale 


ce 1487741 148922 
Actinomyce 


ce 1540535 154204 
Actinomycetal 


40 Streptomyces 
Streptomycineae; S 


NR_028754.1 


NR_028753.1 


NR_028702.1 


e; Halomonas 
NR_028613.1 


les; 
NR_027582.1 
stales; 


NR_025259.1 


NR_026273.1 


NR_025683.1 
lasma. 
NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 
NR_027229.1 
cardineae; P 
NR_027223.1 
ales; Strept 
NR_027222.1 


Ss; 


NR_027195.1 


e 1457334 145871 


s; Actinomyc 


NR_025615.1 


1473916 147541 


les; Strepto: 


NR_024762.1 
tales; Strep 
NR_024963.1 
es; Pseudono 
NR_025624.1 
treptomyceta 
NR_025622.1 


ence 159193 
ae; Actinomy 


ref 


chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 


chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


NR_025621.1 
159348 
Str 


Streptomycetaceae; 


Saccharopolyspora 


aropolyspora flava 
Pseudonocardineae; Pseudonocardiaceae; 


Actinomadura 
Actinomadura 


Streptosporangineae; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Dethiosulfovibrio 


45 1172849 Dethiosulfovibrio 
Synergistaceae; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 


; Sulfurihydrogenibium. 


Dietzia natronolimnaea 


51 1263306 Dietzia natronolimnaea 
cterineae; Dietziaceae; 


Dietzia. 
Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Streptomyces 
1 sequence 
nobacteria; 
es. 
Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


1307063 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


albus 
albus 


Streptomyces 
4 Streptomyces 
mycineae; 


rimosus 
rimosus 


Streptomyces 
5 Streptomyces 
tomycineae; 


Actinokineospora 
4 Actinokineospora 


cardineae; 


Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


334400 Bacteria_16S 


Streptomycetaceae; 
334400 Bacteria_16S 


Corynebacterium. 
334400 Bacteria_16S 
strain ISP 5293 1 


334400 Bacteria_16S 


Streptomycetaceae; 
334400 Bacteria_16S 


Actinomycetaceae; 
334400 Bacteria_16S 


Streptomycetaceae; 
334400 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
334400 Bacteria_16S 


strain DSM 43030 


strain PK-Blue 16 


334400 Bacteria_16S 


1596394 1596320 40 
sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae 
Streptomyces. 
1710677 1710603 40 
atypicum strain R2070 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


1772869 1772795 40 
6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
1774367 1774293 40 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, parti 
roseoviolaceus Bacteria; Actinobacteria; Actinobacterid 
Streptomyces. 
1911237 1911163 40 
marimammalium strain CCUG 41710 16S ribosomal RNA, part 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


2057796 


2059335 


2111199 


2168664 2168590 40 
S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
2238404 2238334 36 


2057722 40 
somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2059261 40 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2111125 40 


113 


113 


113 


113 


113 


113 


113 


113 


113 


106 


gi 


gi 


gi 


Stre 


gi 


gi 


gi 


gi 


gi 


Strept 


gi 


gi 


2 
1 
; 


s 


s 


ce 
ales; 


pt 


al 
ae; 


ia 


219878401 
17093 
Corynebacterineae; 


219878355 


219878256 
1 sequen 


219878153 
equence 
Actinomyc 


219878152 
equence 


219873436 
16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


219857574 


californiensis strain APO 16S ribosomal RNA, partial sequence 


californiensis Bacteria; 


334400 Bacteria_16S 


Firmicutes; 


Clostridia; 
2247428 2247354 40 


113 


Clostr 


gi 


idiales; 
219857568 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 


334400 Bacteria_16S 


thermospinosispor 
thermospinosispor 


Streptomycetaceae; 


334400 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


334400 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 


Streptomycetaceae; 


334400 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


334400 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


e; 


334400 Bacteria_16S 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


334400 Bacteria_16S 


macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 


334400 Bacteria_16S 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


2261316 2261242 40 


113 


Synergistia; 


2518966 2518892 40 
in CN 732 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2667934 2667860 40 
43856 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 


2669449 2669375 40 
M 44228 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Actin 


Saccharopolyspora. 


2777582 2777508 40 
n JCM 4342 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
2978341 2978267 40 
n A1201 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
2981407 2981333 40 


; Streptomyces. 


81 


Synergistales; 
113 


113 


113 


113 


113 


113 


gi 


us strain AT10 16S ribosomal RNA, partia 
us Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2352176 2352130 35 
12 16S ribosomal RNA, partial 
stetes; 


gi 


sequence 
Syne 


gi 


gi 


gi 


gi 


partial 


gi 


gi 


se 


219857559 


ridae; 


219857493 

23507 
rgistaceae; 
219857365 


219857212 
ce 26665 


es; 


219857211 


nce 


219857132 


quence 


Actinomycetales; 


219846938 


nce 


Actinomyc 


219846936 


19878481 
sequence 
Actinomyceta 


omycineae; 
219878354 
sequenc 


Act 


ref 


les; 


ref 


ref 


ref 


ref 


ref 
etales; 


ref 


ref 


NR_025620.1 
1595032 15965 
Streptomycineae; 


NR_025540.1 


NR_025494.1 


NR_025395.1 
ce 1909867 19112 
Actinomycetales; 


NR_025292.1 
2056438 20579 


NR_025291.1 
2057971 20594 
inomycetales; 


Streptomyces 


29 Streptomyces 


Streptomyces 
1 Streptomyces 
Streptomycineae; 


Actinomyces 


82 Actinomyces 


Actinomycineae; 


Streptomyces 


20 Streptomyces 


Streptomycineae; 


Streptomyces 
69 Streptomyces 
Streptomycineae; 


Corynebacterium 
12 1710793 Corynebacterium atypicum 
Corynebacteriaceae; 


Streptomyces arenae 
83 Streptomyces arenae Bacteria; 

Streptomycetaceae; 
NR_025493.1 
e 1773034 177448 
Actinomycetales; 


Streptomyces. 


NR_025250.1 


Streptomyceta 
ref|NR_025212.1 


Streptomyceta 


ceae; Streptomyces. 


ceae; Streptomyces. 


Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 
omycineae; 
219857623 
2167280 21687 
Strept 


Streptomyces speibonae 
69 Streptomyces speibonae Bacteria; 
omycineae; 


ref 


Cc 
ref 


ref 


NR_025162.1 
2237029 22384 
lostridiaceae; 

NR_025156.1 
2246040 22475 
Actinomycetales; 


NR_025147.1 


Tindallia 

83 Tindallia 
Tindallia. 
Streptomyces 


65 Streptomyces 


Streptomycineae; 


Streptomyces 


1 sequence 2259931 22614 


Actinomyceta 


Pseudonocardineae; 


omycetales; 


5 
Actinomycetales; 


ref|NR_025081.1 
96 2352265 Dethio 
Dethiosulfov 
ref |NR_024953.1 

2517611 251909 
les; Strepto: 


ref|NR_024840.1 
99 2668066 Saccha 
P 


ref |NR_024839.1 
2668117 266958 
Pseudonocard 


ref|NR_024760.1 
2776208 277769 
Streptom 


ref|NR_026530.1 
2976976 297845 
etales; 


2 Streptomyces 
Streptomycineae; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Streptomyces 

9 Streptomyces 
mycineae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Streptomyces 
6 Streptomyces 
ycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


ref |NR_026528.1 
2980041 298152 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


334400 Bacteria_1 
strain Z-7934 16S 
Clost 
334400 Bacteria_1 
strain WV6 16S ri 
Clost 
334400 Bacteria_1 


Firmicutes; 


Firmicutes; 


strain DSM 20167 


strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 


334400 Bacteria_1 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
334400 Bacteria_1 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


thermocarboxydus 
thermocarboxydus 


Streptomycetaceae 
334400 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
334400 Bacteria_16S 


acrylicus strain 
Bacteria; 


strain 7728-L6C 1 


Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Po 
334400 Bacteria_16S 3920179 3920105 40 113 gi|219846281 
strain ATCC 19812 16S ribosomal RNA, complete sequence 39187 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
334400 Bacteria_16S 3921760 3921686 40 113 gi| 219846280 
strain ATCC 25495 16S ribosomal RNA, complete sequence 39203 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomyces. 

334400 Bacteria_16S 4127446 4127372 40 113 gi| 219846132 


strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 41275 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
334400 Bacteria_16S 4205460 4205386 40 113 gi|219846072 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 


334400 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


334400 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


334400 Bacteria_16S 


PB90-1 16S riboso: 
Opitutae; Opituta 


334400 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


334400 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


334400 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


334400 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


CMS 81 16S riboso: 


Proteob 
334400 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
334400 Bacteria_16S 


6S 3102427 3102357 36 106 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
6S 3249331 3249273 48 106 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
6S 3401109 3401036 41 113 gi 


gi 


6S 3450386 3450312 40 
16S ribosomal RNA, 


113 gi 
complete sequence 


6S 3499070 3499001 40 108 gi 
16S ribosomal RNA, partial sequence 


6S 3638917 3638843 40 113 gi 


; Streptomyces. 


3640469 3640395 40 113 gi 


; Streptomyces. 


3766921 3766852 43 113 gi 
acteria; Deltaproteobacteria; 
3789437 3789355 31 113 


gi 


3866788 3866707 28 108 gi 


n VK-A60 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
51300 51223 36 113 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; 
225073 225028 36 81 


, 


gi 


ridia; Clostridiales; Peptococcaceae; 
696984 696911 40 112 gi 
mal RNA, partial sequence 
les; Opitutaceae; Opitutus. 
855799 855726 41 113 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 
972490 972405 29 113 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
983021 982936 29 gi 
S ribosomal RNA, 
icutes; Entomoplasmatales; 
986155 986078 36 

6S ribosomal RNA, 


v 


113 


113. gi 


1137850 1137778 41 
mal RNA, complete sequence 


113 gi 


3101054 31025 


3247999 32493 


16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
334400 Bacteria_1 


acteria; Actinobacteridae; Actinomycet 


rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 


W218 16S ribosomal RNA, partial sequen 
Desulfov 


3788062 3789489 Ehrli 
ia; Rickettsiales; Anaplasmataceae; Eh 


6S ribosomal RNA, partial sequence 3865370 38668 


Desulfov 


16S ribosomal RNA, partial sequence 223682 22507 


695588 697067 Opitu 


complete sequence 981620 98314 
Entomoplasmataceae; 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
334400 Bacteria_16S 


219846854 


Tindallia. 
219846755 


Clostridiu 
219846645 


ococcineae 
219846610 
34490 
ales; Stre 
219846577 
34976 
nomycineae 
219846480 
sequence 
idae; Acti 


219846479 
rtial sequ 
acteridae; 


219846387 
ce 37655 
ibrionales 
219846371 


rlichia. 
219846318 


quence 
Actinomyc 


265679030 
nce 49907 
ibrionales 
265678913 


Peptococcu 
265678585 


265678475 
equence 
dae; Actin 


265678396 
97110 

obacterale 

265678389 


E 
265678387 


ref|NR_026446.1 


ref |NR_026347.1 
m. 
ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref |NR_026072.1 

3637554 363905 
nomycetales; Str 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref |NR_025962.1 
chia muris Bacte 


ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


ref|NR_025722.1 
64 Streptomyces 
e; Streptomyceta 
ref|NR_025662.1 

4204078 420556 
etales; Streptom 


ref |NR_029338.1 

51436 Desulf 
; Desulfovibrion 
ref|NR_029221.1 


Ss. 
ref 
tus 


NR_028890.1 
terrae Bacte 


ref|NR_028778.1 
854408 855931 
omycetales; Prop 


ref|NR_028698.1 
0 972566 Campyl 
s; Campylobacter 


ref|NR_028691.1 


ntomoplasma. 
ref |NR_028689.1 


eplasma. 


253680765 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Streptomyces 

3 Streptomyces 

eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


’ 


Desulfovibrio 

ovibrio acrylicus 

aceae; Desulfovibrio. 
Ehrlichia muris strain 

ria; Proteobacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 

ycineae; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Peptococcus niger 


4 Peptococcus niger Bacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Campylobacter lanienae 
obacter lanienae 

aceae; Campylobacter. 
Entomoplasma freundtii 


1 Entomoplasma freundtii Bacteria; 


Acholeplasma vituli 


5 Acholeplasma vituli Bacteria; 


ref|NR_028013.1 


Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 


Leifsonia aurea strain 


1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 


334400 Bacteria_1 


strain Se-3111 16 


6S 1222522 1222449 41 113 
S ribosomal RNA, partial sequence 


gi 


6S 1367801 1367752 29 78 
bosomal RNA, complete sequence 


gi 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


334400 Bacteria_1 
bacteriovorus str 


bacteriovorus HD1 
Bdellovibrio. 


334400 Bacteria_16S 
strain TMO 16S ri 
Ther 
334400 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 


Thermotogae; 


Algoriphagus. 


334400 Bacteria_16S 
winogradskyi stra 
winogradskyi Bact 


Algoriphagus. 


334400 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; 


strain 888-76 16S 
Proteobacteria; 


brasilensis strai 
brasilensis Bacte 


334400 Bacteria_16S 


hyointestinalis s 


Campylobacterales 


334400 Bacteria_16S 


salinarius strain 
salinarius Bacter 


334400 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


334400 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


334400 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
334400 Bacteria_16S 


strain DSM 9580 1 


Sp 
334400 Bacteria_16S 


G 
334400 Bacteria_16S 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1617673 1617588 28 112 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


1622242 1622157 28 112 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1625273 1625188 28 112 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1672549 1672484 48 113 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2317532 2317468 48 113 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
2526563 2526478 29 113 gi 


gi 


ubsp. 
; Campylobacteraceae; Campylobacter. 

3131050 3130985 43 108 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3225074 3225005 40 108 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


’ 


3314428 3314351 36 113 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


3343269 3343196 41 113 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
3352428 3352355 41 


113 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


334400 Bacteria_16S 


strain DSM 7083 1 


3357072 3356999 41 113 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


334400 Bacteria_16S 


strain NCTC 10951 


3413382 3413313 40 108 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


334400 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


334400 Bacteria_16S 


strain 6843 DSM 1 


3416310 3416238 41 113 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 
3479415 3479346 40 


108 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


334400 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


334400 Bacteria_16S 


3549431 3549350 28 108 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 


1221167 12226 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
334400 Bacteria_1 


strain E58 16S ri 1366379 13679 


6S 1390491 1390442 63 112 gi 

ain HD 100 16S ribosomal RNA, partial 

00 Bacteria; Proteobacteria; Deltaprot 
1394947 1394874 41 113 gi 


1393543 13950 


1623889 16253 


1671187 16725 


lawsonii strain CHY5 16S ribosomal RNA, pa 
Campylobacter hyointestinalis subsp. 


6S ribosomal RNA, partial sequence 3351066 33525 
oc 


6S ribosomal RNA, partial sequence 3355696 33572 
oc 


no 


6S ribosomal RNA, partial sequence 3478022 34794 


te 


219878356 


ococcineae 
228718799 


228716586 
sequence 
eobacteria 


228715897 


219878465 
sequence 
phingobact 


219878462 
1 sequence 
Sphingobac 


219878460 


lobacteria 
219878427 


Enterobac 
219857518 
quence 

llaceae; P 
219857360 


219846835 
uence 
iales; Hal 
219846771 
32236 
ales; Acti 
219846711 
equence 
ria; Desul 


219846689 
nce 33419 
ales; Micr 


219846683 


occineae 
219846679 


occineae 
219846636 
34120 
mycineae 
219846634 
34149 
Micr 


ales; 


219846590 
no: 


219846544 
1 sequence 


219846453 


3677150 3677073 36 112 gi 


roidales; 


ref 


; Be 
ref 


ref 


’ 


ref 


ref 


eria 


ref 


teri 


ref 


ceae 
ref 


teri 
ref 


aeni 


ref 
rtia 


ref 


w 


obac 
ref 


nomy' 


fovi 
ref 
omon 


ref 


7 Mi 
ref 


; De 
ref 


*- AAC 
ref 


ococ 
ref 


7; Ac 
ref 


2. PO. 
ref 


congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 


26 Chlamydophila 


1389197 13904 
Bd 


1616292 16177 


1620861 16223 


48 Enterobacter 


2316148 23175 


129667 31310 


89 3225098 Actin 


3313036 33145 


03 3343371 Dacty 


64 3416365 Cellu 


3548038 35495 


NR_025495.1 


utenbergiac 
NR_027576.1 


NR_027553.1 
9 
ellovibrion 


NR_027542.1 


NR_025604.1 
6 
les; Cyclob 
NR_025601.1 
3 
b 


ales; Cyclo 


NR_025599.1 


; Belliella 
NR_025566.1 


aceae; Enter 
NR_025106.1 
3 
bacillus. 
NR_024948.1 
1 sequence 


NR_026427.1 
4 
teroidaceae; 
NR_026363.1 
fo) 
cineae; Acti 
NR_026303.1 
3 
brionales; D 
NR_026281.1 
1 
osporineae; 


NR_026275.1 


crobacteriac 
NR_026271.1 


rmabacterace 
NR_026228.1 


06 3413422 Actino 


tinomycetace 
NR_026226.1 
1 
1 


cineae; Cel 


NR_026182.1 


tinomycetace 
NR_026136.1 
2 
rphyromonada 
NR_026044.1 


a 


a 


Salana multivorans 


13 Salana multivorans Bacteria; 
e 


ae; Salana. 
Chlamydophila pecorum 
pecorum E58 Bacteria; 


Bdellovibrio 
0 Bdellovibrio 


les; Bdellovibrionaceae; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Paenibacillus 
1 Paenibacillus 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
mycineae; 


ae; Actinomyces. 
Porphyromonas 

1 Porphyromonas 

ceae; Porphyromonas. 

Halanaerobium 


3675717 3677244 Halanaerobium 


334400 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


334400 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


334400 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


334400 Bacteria_16S 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


334400 Bacteria_16S 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
334400 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; Sp 


334400 Bacteria_16S 


ornithinivorans s 
ornithinivorans B 
Algoriphagus. 


334400 Bacteria_16S 


halophilus strain 
halophilus Bacter 


334400 Bacteria_16S 


mannitolivorans s 
mannitolivorans B 
Algoriphagus. 


334400 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; Sp 


334400 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


334400 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


334400 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


334400 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


334400 Bacteria_16S 


strain HO14 16S r 
Spirochaetes; Spi 


334400 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 


334400 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


334400 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


334400 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


334400 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


334400 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


3787949 3787865 30 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3809052 3808967 29 113 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3821395 3821310 29 113 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


113 gi 


en 
ob 


rt 
er 


3871330 3871245 28 112 gi 
ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


s 
ct 


3896158 3896109 29 
ribosomal RNA, 


78 
complete sequence 


gi 


4007910 4007825 28 112 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
4097212 4097127 28 112 gi 
train JC2052 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


gi 


lo 


1 
a; 


4098698 4098613 28 112 gi 
JC2051 16S ribosomal RNA, partial seq 
ia; Bacteroidetes; Sphingobacteria; Sp 
4100154 4100069 28 112 gi 
train JC2050 16S ribosomal RNA, partia 
acteria; Bacteroidetes; Sphingobacteri 


ue 
hi 


1 
a; 


219846372 
3786577 37880 


219846357 


ce 38076 


acterale 
219846349 
ial sequ 
Camp 


ia; 


219846315 


equence 
eria; 


219846298 
3894733 38962 


219846218 
4006528 40080 
bacteria 
219846155 
sequence 
Sphingo 


219846154 


nce 


ngobacte 
219846153 
sequence 

Sphingo 


4237333 4237248 28 112 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
203484 203412 41 113 gi 
ain BT 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Thermoa 


gi 


217418 217346 41 113 

ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
275144 275060 30 113 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

296439 296355 29 112 gi 


gi 


psilonproteobacteria; Campylobacterale 
311597 311521 36 112 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
320522 320446 36 112 gi 
ibosomal RNA, partial sequence 


Ss; 


v 


325275 325207 41 108 gi 
-72B 16S ribosomal RNA, partial sequen 
cteroidia; Bacteroidales; Prevotellace 
326804 326736 41 108 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
328329 328261 41 108 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
730197 730129 41 108 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
1054950 1054866 29 112 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


ce 
ae 


ae 


ae 


ae 


334400 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 


1106060 1105992 41 
in A40 16S ribosomal 
idetes; Bacteroidia; 


108 gi 


Bacteroidales; 


219846044 
4235935 42373 
lobacteria 
265678928 
ence 20208 
naerobacte 


265678918 
216053 21755 
nctomyceta 
265678877 
273748 27524 


265678863 
6S ribosomal RNA, partial sequence 295056 29653 


Helicob 


265678853 
310195 31168 
Borrelia 
265678847 
319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678844 


32386 
Prevot 


v 


265678843 


32539 
Prevot 


’ 


265678842 
326926 32843 


Prevot 


v 


265678562 
728785 73027 


Prevot 


, 


265678341 
uence 
teria; 


Ca 


Campylo 


ref|NR_025963.1 


ref|NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref|NR_025940.1 
ence 382000 
ylobacterales; H 


ref|NR_025905.1 
3869930 387139 
mpylobacterales; 


ref|NR_025888.1 


ref|NR_025808.1 
03 Algoriphagus 
ceae; Algoriphag 
ref|NR_025745.1 

4095844 409726 
bacteriales; Cyc 


ref|NR_025744.1 

4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 
4098796 410017 
bacteriales; Cyc 


ref |NR_025634.1 


ceae; Aquiflexu 
ref |NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


ref|NR_029226.1 


; Blastopire 
NR_029183.1 


ceae 
ref 


ref|NR_029169.1 
6 Helicobacter 
acteraceae; Heli 
ref|NR_029159.1 
7 Borrelia 
burgdorferi gro 
ref|NR_029152.1 
0 Acholeplasma 
eplasma 
ref|NR_029149.1 
9 325347 Prevot 
ella. 
ref |NR_029148.1 
8 326875 Prevot 
ella 
ref 


NR_029147.1 


ella 
ref 


NR_028866.1 


ella. 

ref|NR_028643.1 
1053566 105500 

bacterales; 


265678305 
RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteroidaceae; 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Campylobacter 
obacter helveticus 
aceae; Campylobacter. 

Helicobacter 
8 3821492 Helicobacter 
elicobacteraceae; 


Arcobacter 
1 Arcobacter 


Campylobacteraceae; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 
m. 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Borrelia japonica 


japonica Bacteria; 


up. 
Acholeplasma palmae 


palmae Bacteria; 


Prevotella disiens 
ella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


ref|NR_028607.1 


Bacteroides. 


Bacteroides 


334400 Bacteria_16S 
pametensis strain B9A Seymour 16S ribosomal RNA, partia 
pametensis Bacteria; Proteobacteria; Epsilonproteobacte 


Helicobacter. 


334400 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


334400 Bacteria_16S 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagul 
334400 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


334400 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


334400 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


334400 Bacteria_16S 
16S ribosomal RNA, partial sequence 1719990 17214 


strain WAL 14325 
Fusobacteria; Fus 


334400 Bacteria_16S 


strain M384 16S r 
Bacteroidetes; Ba 


334400 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


334400 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


334400 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


334400 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


334400 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


334400 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


334400 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


334400 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


334400 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


columbinasale str 
columbinasale Bac 


334400 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


1128810 1128726 29 112 


gi 


1181836 1181788 29 77 

ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1319173 1319097 36 112 gi 
coagulans strain GA 211 16S ribosomal 


gi 


1562914 1562858 57 113 


gi 


Bacill 
gi 


cteria; Firmicutes; Bacillales; 
1619183 1619111 41 112 


hingobacteria; Sphingobacteriales; Cyc 
1620706 1620634 41 112 gi 


n LMG 21971 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 
1721367 1721291 36 112 gi 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; 
2047023 2046955 41 108 
ibosomal RNA, partial sequence 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215622 2215538 30 113 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2281324 2281240 30 113 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2293392 2293308 29 112 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2332626 2332542 29 112 gi 
NLEP-16143 16S ribosomal RNA, partial 


ia; Proteobacteria; Epsilonproteobacte 
2369010 2368926 30 113 gi 
rain AH159 16S ribosomal RNA, partial 


cteria; Tenericutes; Mollicutes; Mycop 
2370492 2370408 30 113 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2372003 2371919 30 113 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2375018 2374934 30 113 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376528 2376444 30 113 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2378042 2377958 30 113 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2379550 2379466 30 113 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2381056 2380972 30 113 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


334400 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


2701006 2700938 41 108 gi 
ribosomal RNA, partial sequence 


cteroidia; Bacteroidales; Prevotellace 


ans Bacteria; 


rain K4 16S ribosomal RNA, partial seq 


253680771 
ria; 


228717635 


1180467 11819 
Victivall 


228715349 


219846143 

uence 

aceae; 
219878464 


16S ribosomal RNA, partial sequence 1617815 16192 
bacteria 


lo 
219878463 
sequence 
ph 


219878394 


cterium. 
219878161 


2045623 20471 


2203720 22051 


219857589 


2214274 22157 


219857546 


2279959 22814 


219857536 
22920 
s; Helicob 
219857508 
sequence 
ria; Campy 


219857481 
sequence 
lasmatacea 

219857480 


2369126 23705 


219857479 


2370638 23720 


219857477 


2373653 23751 


219857476 


2375159 23766 


219857475 


2376676 23781 


219857474 
uence 

as 
219857473 


2379691 23811 


219857188 


ae; Prevot 


1 sequence 
Campy 


RNA, part 
Firmicutes; 


Ano 


ingobact 


mataceae; 


ref |NR_028019.1 
1127427 112890 
lobacterales; He 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 

is. 
ref 
ial 


NR_027521.1 
sequence 


Staphylococcus 
1317758 1319249 
Bacillales; Staphylococcus. 
ref |NR_025733.1| Anoxybacillus 
1561538 1562913 Anoxybacillus 
xybacillus. 
ref|NR_025603.1 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 
ref|NR_025602.1| Algoriphagus 
1619338 1620810 Algoriphagus 
eriales; Cyclobacteriaceae; 


Algoriphagus chordae 


Cetobacterium somerae 
somerae Bacteria; 


ref|NR_025533.1 
59 Cetobacterium 


ref|NR_025300.1| Prevotella albensis 
17 Prevotella albensis Bacteria; 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
2073107 2073039 41 108 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
2205070 2204986 30 113 gi|219857596|ref|NR_025184.1| Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025096.1 
2331268 233272 
lobacterales; He 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 
4 Helicobacter 
licobacteraceae; 


ref|NR_025069.1 

2367647 236907 
e; Mycoplasma. 
ref|NR_025068.1| Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


Mycoplasma 
5 Mycoplasma 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref|NR_025062.1| Mycoplasma 
2378183 2379640 Mycoplasma 

+ Mycoplasma. 

ref|NR_025061.1| Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


ref|NR_024816.1| Prevotella salivae 


2699606 2701098 Prevotella salivae Bacteria; 


ella. 


334400 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


334400 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S 


334400 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


334400 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


334400 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


334400 Bacteria_16S 


strain ATCC 43185 
Bacteroidetes; Ba 


334400 Bacteria_16S 


stercorarium subs 


2702546 2702478 41 108 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
2845498 2845422 36 112 gi 
1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
3016446 3016378 41 108 

S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3145992 3145924 41 108 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3212910 3212858 29 81 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


gi 


gi 


gi 


3393566 3393498 41 108 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Bacteroidace 
3582711 3582667 34 78 gi 


p- thermolacticum strain TX41 16S ribo 


2844116 2845615 Borre 


3144616 31460 


219857187|ref|NR_024815.1| Prevotella shahii 
2701149 2702638 Prevotella shahii Bacteria; 

ae; Prevotella. 

219856894|ref|NR_024713.1| Borrelia sinica strain 

lia sinica Bacteria; Spirochaetes; 

gdorferi group. 

219846913|ref|NR_026505.1| Dysgonomonas gadei 
3015068 3016531 Dysgonomonas gadei Bacteria; 

daceae; Dysgonomonas. 

219846825|ref|NR_026417.1| Prevotella pallens 


69 Prevotella pallens Bacteria; 


ae; Prevotella. 

219846780|ref|NR_026372.1| Helicobacter 

al sequence 3211554 3212974 Helicobacter 

teria; Campylobacterales; Helicobacteraceae; 

219846650|ref|NR_026242.1| Bacteroides caccae 
3392191 3393612 Bacteroides caccae Bacteria; 

ae; Bacteroides. 

219846521|ref|NR_026113.1| Clostridium 

somal RNA, partial sequence 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; C 


334400 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


334400 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


334400 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


334400 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


334400 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


334400 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


334400 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


334400 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


334400 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


334400 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


334400 Bacteria_16S 


strain 513A 16S r 
Spirochaetes; Spi 


334400 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


334400 Bacteria_16S 


flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 


334400 Bacteria_16S 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 


334400 Bacteria_16S 


lostridium. 

3635886 3635802 29 112 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3648075 3648023 29 81 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3692274 3692190 30 113 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3646715 36481 


3690909 36923 


219846482 
36345 
obacterale 
219846473 


s; Helicob 
219846443 


ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 
55 Helicobacter salomonis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_026034.1| Mycoplasma adleri 

64 Mycoplasma adleri Bacteria; 


3760899 3760823 36 112 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
ribosomal RNA, partial sequence 3759507 3761025 Borrelia coriaceae Bacteria; 
rochaetales; Spirochaetaceae; Borrelia. 

3792454 3792378 36 112 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
bosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3802998 3802914 29 Te gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
ibosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3822923 3822839 29 112 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
bosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3827505 3827453 29 81 gi|219846345|ref|NR_025935.1| Helicobacter felis 
bosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3857663 3857579 30 113 gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 
ribosomal RNA, partial sequence 3856288 3857724 Mycoplasma meleagridis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3863735 3863667 41 108 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
bosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
cteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

3869817 3869733 29 112 gi|219846316|ref|NR_025906.1| Arcobacter 
in CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 

13326 13244 29 112 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
ibosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
rochaetales; Brachyspiraceae; Brachyspira. 

294890 294819 41 112 gi|265678864|ref|NR_029170.1| Prosthecochloris 
in 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
eria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

554491 554424 40 106 gi| 265678683 |ref|NR_028988.1| Streptomyces 
in CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

787314 787247 40 106 gi|265678521|ref|NR_028825.1| Streptomyces 
ain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 
1086372 1086305 40 106 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 


strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomycetaceae; Streptomyces. 


334400 Bacteria_16S 
serovar 3 str. ATCC 27815 16S ribosomal RNA, partial se 
serovar 3 str. ATCC 27815 Bacteria; 
334400 Bacteria_16S 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial seq 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lent 
334400 Bacteria_16S 
tubercidicus strain DSM 40261 16S ribosomal RNA, partia 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; 
334400 Bacteria_16S 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


olivaceisclerotic 
olivaceisclerotic 


Streptomycetaceae 
334400 Bacteria_16S 


strain DSM 40597 


1122821 1122738 30 112 


gi 
qu 
Tenericutes; Mollicut 
1372418 1372371 30 i gi 
ue 
is 
1591753 1591686 40 


106 gi 


1 
i 


Streptomyces. 

1597942 1597875 40 106 gi 
Stre 
1599490 1599423 40 106 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1601038 1600971 40 


pt 


p 
te 


v 


106 gi 
Stre 
1602586 1602519 40 106 gi 
oticus strain DSM 43156 16S ribosomal 


pt 


228715451 


228718145 


219878484 


219878480 


219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 
purpurogeneiscler 


219878477 
RNA, parti 


ref|NR_027532.1 
1121455 112289 
plasmataceae; Ur 
ref|NR_027571.1 
1371035 137251 


ence 
es; Myco 
nce 
phaeraceae; 
ref|NR_025623.1 

1590391 159188 
cetales; Strepto 


sequence 
Actinomy 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
artial sequence 159812 
ridae; Actinomycetales; 


omycinea 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


omycinea 


Lentisphaera. 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 

Lentisphaera 
2 Lentisphaera 


araneosa 
araneosa 


Streptomyces 
8 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


334400 Bacteria_16S 


longisporus strai 
longisporus Bacte 
Streptomycetaceae 


334400 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


334400 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


334400 Bacteria_16S 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 


334400 Bacteria_16S 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


334400 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


334400 Bacteria_16S 


strain VP-5 16S r 


albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 


Streptomycetaceae; Streptomyces. 
1775865 1775798 40 106 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

1935697 1935646 29 80 
ribosomal RNA, partial sequence 


se 


v 


gi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2539905 2539842 49 112 gi 
ibosomal RNA, partial sequence 
YP 
2553229 2553162 40 106 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 


334400 Bacteria_16S 


carbonis strain J 
Bacteria; Actinob 


Streptacidiphilus. 
334400 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


334400 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


334400 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


334400 Bacteria_16S 


strain JCM 9920 1 


2554790 2554723 40 106 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 
2672491 2672440 29 80 gi 
psilonproteobacteria; Campylobacterale 
2722073 2722022 29 80 gi 
rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteob 
2772970 2772903 40 106 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2774505 2774438 40 


Ss; 


se 
ac 


eq 
Ac 


, 


106 gi 


Strept 


219878353 
Actinomyc 


219878238 
1934336 19357 


2372144 23736 


219857351 
2538597 25399 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


334400 Bacteria_16S 219857342 


219857341 


219857208 
6S ribosomal RNA, partial sequence 2671138 26725 


219857174 


219857136 


219857135 
6S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_025492.1 
1774532 177597 
etales; 


quence 


ref |NR_025377.1 
49 Campylobacter 


ref|NR_024939.1 


ceae; Hyphomona 
ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


homonada 


25518 


es; Stre 


ref|NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ce 25534 
es; Stre 


ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_024802.1 

2720705 272211 
ulfurovum. 
ref|NR_024764.1 

2771601 277308 
tales; Streptomy 


Helicob 


quence 


teria; 


s 


uence 
tinomyce 


ref|NR_024763.1 
19 Streptomyces 
e; Streptomyceta 


746 


omycinea 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Campylobacter hominis 
hominis Bacteria; 


psilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

2054817 2054750 40 106 gi|219878155|ref|NR_025294.1| Streptomyces 
ain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2249005 2248938 40 106 gi|219857567|ref|NR_025155.1| Streptomyces 
ain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

2258193 2258126 40 106 gi|219857561|ref|NR_025149.1| Streptomyces 
n YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 
2373512 2373429 30 112 gi|219857478|ref|NR_025066.1| Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
s. 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 


eptomycetaceae; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Sulfurovum 
0 Sulfurovum 


Streptomyces 
3 Streptomyces 


cineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 


334400 Bacteria_16S 


2776043 2775976 40 106 gi 


219857133 


ref|NR_024761.1 


Streptomyces platensis 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; Strept 


omycineae; Streptomyceta 


ceae; Streptomyces. 


334400 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae; 


334400 Bacteria_16S 


strain IMC S-0802 


oligophenolica 16 


strain ATCC 25470 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae; 


334400 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae; 


334400 Bacteria_16S 


strain DSM 40089 


bikiniensis Bacte 
Streptomycetaceae; 


334400 Bacteria_16S 


mashuensis strain 


Streptomycetaceae; 


334400 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


334400 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


334400 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


334400 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


eurythermus Bacte 
Streptomycetaceae; 


334400 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; 


334400 Bacteria_16S 


Streptomycetaceae; 


334400 Bacteria_16S 


acidiscabies stra 


Streptomycetaceae; 


334400 Bacteria_16S 


strain RL-34 16S 


acteria; 
334400 Bacteria_16S 


612 Bacteria; 


2831762 2831695 40 
n M338-Ml1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


106 


Streptomyces. 


2833300 2833233 40 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 2885882 2885827 58 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


334400 Bacteria_16S 


3237188 3237121 40 
ain DSM 40004 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 


106 


113 


106 


106 


Streptomyces. 


3448819 3448752 40 
DSM 40445 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


106 


Streptomyces. 


3485365 3485298 40 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3486932 3486865 40 


106 


106 


Streptomyces. 


3491561 3491494 40 
DSM 40221 16S ribosomal RNA, partial 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3584247 3584184 43 
train BVP 16S ribosomal RNA, partial s 
Firmicutes; 
3605875 3605828 33 
ATCC 33612 16S ribosomal RNA, partial 
Bacteroidetes; 


3701244 3701161 30 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3716278 3716194 30 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3783509 3783426 30 
in LL2 16S ribosomal RNA, partial sequence 37821 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

334400 Bacteria_16S 


106 


106 


Clostridia; 
80 


112 


113 


112 


Sphingomonadales; 
3105464 3105397 40 
16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
334400 Bacteria_16S 


complete 


Flavobact 


219856903 
equence 
Actinomyc 


gi ref 


219856902 
28319 
Streptomycineae; 
gi| 219856866 
2884576 28858 


gi ref 


ref 


s 


81 Sphingomonas 


NR_024724.1 


2830390 283187 
etal 


es; 


NR_024723.1 


NR_024685.1 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 


28 2833415 Streptomyces albulus Bacteria; 
treptomycetaceae; 


Streptomyces. 
Sphingomonas 
oligophenolica Bacteria; 


Sphingomonadaceae; Sphingomonas. 
gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
3104098 3105578 Streptomyces lydicus Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
gi|219846763|ref|NR_026355.1| Streptomyces 
complete sequence 3235806 3237320 Streptomyces 


219846611 
sequence 
Ac 


gi ref 


gi|219846586|ref 
Streptomycineae; 

gi| 219846585 
sequence 


Actinomyc 


ref 


219846582 
sequence 


gi ref 


219846520 
equence 
ridiales; 
219846503 
sequence 
eria; 


gi ref 


Clost 
gi 


Clos 
ref 


Flavobac 


gi| 219846436 
3699882 37013 


ref 


gi|219846426 
3714904 37163 


ref 


gi|219846375|ref 


Actinomycet 


3447437 34489 
tinomycetale 


99 Streptomyces 
Ss 
3485550 3 


etal 


3490176 3 
Actinomycetale 


3582883 35843 


3604483 36059 


35 3783570 Mycop 


ales; 
NR_026203.1 
S; 
NR_026178.1 


treptomycet 
NR_026177.1 
4870 
es; 


NR_026174.1 
4916 
S; 


NR_026112.1 


tridiaceae; 
NR_026095.1 


teriales; F 


NR_026027.1 


NR_026017.1 


NR_025966.1 


5 
Streptomycineae; 


aceae; 


6 
Streptomycineae; 


9 
Streptomycineae; 


8 


7 
L 


1 


Streptomycineae; 


Streptomyces 
2 Streptomyces 


Streptomyces galbus 
galbus Bacteria; 
Streptomyces. 
Streptomyces 

6 Streptomyces 


Streptomyces 
3 Streptomyces 


Clostridium 
5 Clostridium 
Clostridium. 
Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Mycoplasma 
asma leopharyngis 


3923341 3923274 40 106 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomyces. 
3924922 3924855 40 106 gi|219846278|ref|NR_025868.1| Streptomyces 
ain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

3926503 3926436 40 106 gi| 219846277 |ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

Streptomyces. 
3928083 3928016 40 106 gi| 219846276 |ref|NR_025866.1| Streptomyces 
in RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomyces. 
3929664 3929597 40 106 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
4202415 4202348 40 106 gi|219846074|ref|NR_025664.1| Streptomyces 


334400 Bacteria_16S 


olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 


olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


Streptomyces. 


4201082 4202529 Streptomyces 


Streptomycineae; 


334400 Bacteria_16S 
strain B7319 16S 


334400 Bacteria_16S 
strain CC-1 16S r 
Thermotogae; Ther 
334400 Bacteria_16S 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 
334400 Bacteria_16S 
ferralitis strain 
ferralitis Bacter 
Streptomycetaceae 
334400 Bacteria_16S 
strain PUPA-2 16S 
Tenericutes; Moll 
334400 Bacteria_16S 


4203913 4203846 40 106 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


331376 331302 40 113 


ibosomal RNA, partial sequence 


gi|219846073 


4202580 42040 
ptomycinea 


Stre 
gi| 265678840 
329993 33159 


ref|NR_025663.1 
27 Streptomyces 
e; Streptomycet 
ref|NR_029145.1 


Streptomyces aureus 


aureus Bacteria; 
a 


ceae; Streptomyces. 
Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


motogales; Thermotogaceae; Geotoga. 
404163 404089 40 113 gi| 265678786 |ref|NR_029091.1| Streptomyces 
YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
410320 410254 40 105 gi| 265678782 |ref|NR_029087.1| Streptomyces 
SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
441346 441268 36 113 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
2232294 2232208 28 113 gi|219857578|ref|NR_025166.1| Persephonella 


guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

334400 Bacteria_16S 2429788 2429712 37 113 gi| 219857438 |ref|NR_025026.1| Desulfotomaculum 
Sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

334400 Bacteria_16S 2760912 2760839 40 113 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

334400 Bacteria_16S 2979873 2979807 40 105 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

334400 Bacteria_16S 3573726 3573658 41 108 gi|219846527|ref|NR_026119.1| Prevotella intermedia 
strain B422 16S ribosomal RNA, partial sequence 3572354 3573812 Prevotella intermedia Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

334400 Bacteria_16S 3687724 3687646 36 113 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 
strain GIH 16S ribosomal RNA, partial sequence 3686364 3687830 Mycoplasma yeatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

334400 Bacteria_16S 3689241 3689163 36 113 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 
strain VIS 16S ribosomal RNA, partial sequence 3687881 3689347 Mycoplasma cottewii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

334400 Bacteria_16S 3775821 3775743 36 113 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

334400 Bacteria_16S 3912858 3912804 58 112 gi|219846286|ref|NR_025876.1]| Agromonas 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
334400 Bacteria_16S 4119781 4119703 36 LL gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

334400 Bacteria_16S 4238846 4238772 40 113 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
334400 Bacteria_16S 130240 130172 41 108 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
strain ES2772 16S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

334400 Bacteria_16S 136416 136347 40 108 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

334400 Bacteria_16S 232540 232464 36 112 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

334400 Bacteria_16S 452049 452008 40 81 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 


strain Met-12 16S 
Thermotogae; Thermoto 
334400 Bacteria_16S 
strain SL24 16S ribos 
Thermotogae; Thermoto 
334400 Bacteria_16S 


strain GraTa 2 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


Fusobacteria; 


ribosomal RNA, partial sequence 


gales; Thermotogaceae; 
615051 615010 40 81 

omal RNA, partial sequence 

gales; Thermotogaceae; 
627157 627080 36 


112 


Fusobacteriaceae; 


Petrotoga. 


Petrotoga. 


450666 45216 


gi| 265678642 
613678 61515 


gi| 265678634 


ref |NR_028947.1 


ref 


Ilyobacter. 


9 Petrotoga mexicana Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


NR_028939.1 


Ilyobacter tartaricus 


625776 627290 Ilyobacter tartaricus Bacteria; 


334400 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


334400 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


334400 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


334400 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


334400 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


334400 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


334400 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


334400 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


334400 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


334400 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


334400 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


334400 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


334400 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


tes; 


334400 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


strain NCFB 3026 
Fusobacteria; Fus 


334400 Bacteria_16S 


ovipneumoniae str 


obacteriales; 


cales; 


motogales; 


obacteriales; 


motogales; 


avobacteria; 


634774 634697 36 


671121 671048 41 


874164 874115 63 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


1192330 1192245 29 


1248339 1248290 29 


1336042 1336001 40 


ibosomal RNA, partial sequence 
Thermotogaceae; 


1358836 1358759 36 


rain ATCC 25563 16S ribosomal 
Cc 25563 Bacteria; 


1567321 1567245 36 


ibosomal RNA, partial sequence 
Fusobacteriaceae; 


1813940 1813899 40 


2183851 2183782 40 


2208096 2208011 29 


2633201 2633132 41 


2982938 2982889 29 


3220528 3220455 41 


Clostridia; 
3234123 3234074 29 


Fusobacteria; 


112 


113 


ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


112 


113 


ribosomal RNA, partial sequence 
Hydrogenothermaceae; 


gi 


gi 


265678628 


6S ribosomal RNA, partial sequence 633402 634873 Fusobacterium 


Fusobacteriaceae; Fusobacterium. 


265678602 


ref |NR_028933.1| Fusobacterium equinum 
equinum Bacteria; 
ref|NR_028907.1| Marinitoga camini 


669757 671225 Marinitoga camini Bacteria; 


gi 


265678463 


ref|NR_028766.1| Cupriavidus necator 


872811 874166 Cupriavidus necator Bacteria; 


gi 


1190944 1192406 Persephonella 


228715750 


Persephonella. 


ain AlHsp 16S ribosomal RNA, partial sequence 
teria; Chlamydiae; Chlamydiales; Parac 


rkholderiaceae; 


Cupriavidus. 
NR_027538.1| Persephonella marina 
marina EX-H1 Bacteria; 


ref 


78 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
1246931 1248459 Neochlamydia 
hlamydiaceae; Neochlamydia. 
81 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 
1334683 1336155 Petrotoga mobilis SJ95 Bacteria; 
Petrotoga. 
112 gi|228720055|ref|NR_027588.1| Fusobacterium 
RNA, partial sequence 1357540 1358872 Fusobacterium 


112 


ibosomal RNA, partial sequence 
Thermotogaceae; 


Fusob 


gi 


1565947 1567431 Leptotrichia 
Leptotrichia. 


219846058 


219878327 


acteriales; Fusobacteriaceae; 


Fusobacterium. 
Leptotrichia shahii 
shahii Bacteria; 


ref |NR_025648.1 


ref|NR_025466.1| Petrotoga sibirica 


1812567 1814048 Petrotoga sibirica Bacteria; 


81 gi 
Petrotoga. 
108 gi 


113 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


109 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


78 


113 


78 


gi 


219857611 


ain HKU8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


219857594 


Actinomycetales; 


ref|NR_025200.1| Actinomyces 
182453 2183877 Actinomyces 


Actinomycineae; 


ND 


ref|NR_025182.1| Mycoplasma dispar 


2206719 2208193 Mycoplasma dispar Bacteria; 


gi 


219857237 


ref|NR_024865.1| Flavobacterium xanthum 


2631843 2633296 Flavobacterium xanthum Bacteria; 


gi 


gi 


3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


gi 


ain Bn9 16S ribosomal RNA, 


3500548 3500471 36 112 gi 
16S ribosomal RNA, partial sequence 34 
obacteriales; Fusobacteriaceae; 


3751795 3751710 29 113 gi 


334400 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


334400 Bacteria_16S 


strain SL1 16S ribosomal RNA, partial sequence 
Thermotogaceae; 


Thermotogae; 


Thermotogales; 


334400 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


334400 Bacteria_16S 


strain LC 1 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


334400 Bacteria_16S 


burtonensis strain ACAM 188 16S ribosomal RNA, 


burtonensis Bacteria; 
334400 Bacteria_16S 
californicum strain ST-6 16S ribosomal RNA, partial sequence 


californicum Bacteria; 


334400 Bacteria_16S 
F89 16S ribosomal RNA, partial sequence 


Flavobacteria; 


Flavobacteriales; 


avobacteria; 


3754835 3754750 29 
3778979 3778906 41 
28584 28544 41 
245111 245047 48 
264583 264543 41 


Bacteroidetes; 
300895 300811 30 


Tenericutes; Mollicutes; 


425867 425827 41 


Flavobacteriales; 


113 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


113 


S ribosomal RNA, partial sequence 


gi 


Flavobacteriaceae; 


219846935 


TW-183 16S ribosomal RNA, partial sequence 
ia; Chlamydiae; Chlamydiales; Chlamydiaceae; 


219846774 


219846765 


complete sequence 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; 
334400 Bacteria_16S 


219846576 
99171 35006 


Cetobacterium. 


219846398 


ain Y-98 16S ribosomal RNA, partial sequence 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


219846396 


3753459 37549 


gi 


219846378 


3777587 37790 
Thermotoga. 


Chlamydophila. 


Flavobacterium. 
ref|NR_026527.1| Chlamydophila 
2981577 2983055 Chlamydophila 
ref 


NR_026366.1| Coprothermobacter 


3219155 3220600 Coprothermobacter platensis 
Thermodesulfobiaceae; Coprothermobacter. 


ref|NR_026357.1| Parachlamydia 


ref 


ref 


My 


3232707 323424 


73 Cetobacterium 


3750418 375189 


Parachlamydi 
NR_026168.1 


NR_025989.1 


coplasma. 


7 Parachlamydia 
a. 


Cetobacterium ceti 
ceti Bacteria; 


Mycoplasma 


2 Mycoplasma 


ref |NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


81 gi|265679045|ref|NR_029353.1| Coenonia anatina 
27210 28718 Coenonia anatina Bacteria; 
Flavobacteriaceae; Coenonia. 


112 


81 


113 


81 


gi 


265678899 


243690 24511 


Clostridiales; Veillonellaceae; 


gi 


partial 


Flavobacteria; Flavobacteriales; 


gi 


gi 


265678884 
sequence 


265678860 


Mycoplasmataceae; 


265678771 


Megasphaera. 


ref|NR_029207.1| Megasphaera elsdenii 
5 Megasphaera elsdenii Bacteria; 


ref|NR_029190.1| Psychroserpens 
263191 264674 Psychroserpens 
Flavobacteriaceae; Psychroserpens. 
ref|NR_029166.1| Mycoplasma 
299496 300945 Mycoplasma 


Mycoplasma. 
ref|NR_029076.1 


Formosa algae strain 


424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Formosa. 


Flavobacteriaceae; 


334400 Bacteria_16S 444399 444359 41 81 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
334400 Bacteria_16S 602730 602690 41 81 gi| 265678651 |ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

334400 Bacteria_16S 745356 745316 41 81 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

334400 Bacteria_16S 977054 976982 41 112 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
strain SS-2 16S ribosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

334400 Bacteria_16S 1125877 1125837 41 81 gi|224581403|ref|NR_027184.1]| Cryomorpha ignava 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

334400 Bacteria_16S 1716747 1716707 41 81 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

334400 Bacteria_16S 1921956 1921916 41 81 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 1922061 Chryseobacterium 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

334400 Bacteria_16S 2199040 2198956 30 113 gi|219857600|ref|NR_025188.1| Mycoplasma oxoniensis 
strain 128 16S ribosomal RNA, partial sequence 2197691 2199139 Mycoplasma oxoniensis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

334400 Bacteria_16S 2212624 2212540 30 113 gi|219857591|ref|NR_025179.1| Mycoplasma columborale 


strain MMP-4 16S 


Tenericutes; Moll 
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334400 Bacteria_ 


holothuriorum str 
holothuriorum Bac 
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strain C8ST5 16S 
Bacteroidetes; 


strain Hk501 16S 
Spirochaetes; 


Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; S 


334400 Bacteria_16S 
strain HT31 16S r 
Spi 
334400 Bacteria_16S 


Spirochaetes; 


strain KMM 6029 1 
Bacteroidetes; Fl 


334400 Bacteria_16S 


strain KMM 6050 1 
Bacteroidetes; Fl 


334400 Bacteria_16S 


strain KMM 6034 1 
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334400 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


334400 Bacteria_16S 


Fl 
334400 Bacteria_16S 
salegens strain D 
salegens Bacteria 
334400 Bacteria_16S 


Spi. 
334400 Bacteria_16S 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2214124 2214040 30 113 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2326652 2326608 34 78 gi 
p. leptospartum strain ATCC 35414 16S 


lostridium. 

16S 2484188 2484104 30 113 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2692062 2692022 41 81 gi 


gi 


teria; Bacteroidetes; Flavobacteria; 
16S 3702773 3702733 41 81 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


3815246 3815206 41 81 


gi 


gi 


; Bacteroidetes; Flavobacteria; 
3915801 3915729 40 112 


ribosomal RNA, partial sequence 


gi 


pirochaetaceae; Borrelia; Borrelia bur 
3934197 3934125 40 112 gi 
ibosomal RNA, partial sequence 


ain KMM 3524 16S ribosomal RNA, partia 
F 


Flavoba 


SM 5424 16S ribosomal RNA, partial seq 
Flavob 


2211275 22127 


219857590 


2212774 22142 


219857512 
ribosomal 


219857394 


2482825 24842 


219857195 
1 
la 


219846435 


3701387 37028 
eriaceae; 


ct 
219846353 
uence 

ac 
219846284 


3914434 39158 


rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi gro 
3917217 3917145 40 112 gi| 219846283 |ref|NR_025873.1 
3915851 3917216 Borrelia turdi Bacter 


gd 
219846271 


3932829 39341 


rochaetales; Spirochaetaceae; Borrelia. 
3982620 3982580 41 81 gi| 219846237 |ref|NR_025827.1 
6S ribosomal RNA, partial sequence 3981260 39826 
avobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 
3987090 3987050 41 81 gi|219846234|ref|NR_025824.1 
6S ribosomal RNA, partial sequence 3985718 39871 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 
3990045 3990005 41 81 gi|219846232|ref|NR_025822.1 
6S ribosomal RNA, partial sequence 3988683 39901 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gillisia. 
3993032 3992992 41 81 gi|219846230|ref|NR_025820.1 
n KMM 6049 16S ribosomal RNA, partial sequence 3991660 399309 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
4014020 4013980 41 81 gi|219846214|ref|NR_025804.1 


sequence 
vobacter 


teriales; 


orferi g 


ref|NR_025178.1 


ref 
RNA, 


NR_025100.1 
partial se 


ref|NR_024982.1 


ref |NR_024823.1 
2690706 269211 
iales; Flavobact 


ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref |NR_025944.1 

3813879 381534 
; Flavobacteriac 
ref|NR_025874.1 


roup 
ref 


NR_025861.1 


q 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Clostridium 
uence 2325260 2326777 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


Gelidibacter algens 


algens Bacteria; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 


Winogradskyella eximia 


strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 


334400 Bacteria_16S 4015500 4015460 41 81 gi|219846213|ref|NR_025803.1| Winodgradskyella 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
334400 Bacteria_16S 4016979 4016939 41 81 gi|219846212|ref|NR_025802.1| Winogradskyella 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Winogradskyella. 

334400 Bacteria_16S 4163005 4162965 41 81 gi|219846106|ref|NR_025696.1| Algibacter lectus 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

334400 Bacteria_16S 11731 11688 36 79 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

334400 Bacteria_16S 520912 520873 41 80 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

334400 Bacteria_16S 522439 522400 41 80 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
334400 Bacteria_16S 865088 865049 41 80 gi| 265678469 |ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
334400 Bacteria_16S 1029005 1028966 41 80 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

334400 Bacteria_16S 1073037 1072998 41 80 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

334400 Bacteria_16S 1168103 1168064 41 80 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

334400 Bacteria_16S 1174283 1174244 41 80 gi|228719222|ref|NR_027581.1| Capnocytophaga 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

334400 Bacteria_16S 1375491 1375452 41 80 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

334400 Bacteria_16S 1545027 1544988 41 80 gi| 219857262 |ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

334400 Bacteria_16S 1628265 1628226 41 80 gi| 219878458 |ref|NR_025597.1| Flavobacterium 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavobacterium frigoris 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

334400 Bacteria_16S 1713673 1713634 41 80 gi|219878399|ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
334400 Bacteria_16S 1719823 1719784 41 80 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

334400 Bacteria_16S 2056286 2056219 40 106 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

334400 Bacteria_16S 2063831 2063792 41 80 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

334400 Bacteria_16S 2065355 2065316 41 80 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

334400 Bacteria_16S 2097519 2097480 41 80 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

334400 Bacteria_16S 2142925 2142886 41 80 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
334400 Bacteria_16S 2180783 2180744 41 80 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
334400 Bacteria_16S 2182299 2182260 41 80 gi|219857612|ref|NR_025201.1| Flavobacterium 
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vobacteria 
219857159 
ce 27417 
s; Flavoba 
219857109 
sequence 
avobacteri 
219857108 
equence 
Flavobacterial 

gi| 219856840 

2924131 29254 
treptococcus. 

gi| 219846663 

equence 
a; Desulfo 


Flavoba 
gi 


Flavoba 
gi 
Flavoba 
gi 
Fla 
gi 
teriale 
gi 


Fl 
gi 


219846502 
sequence 
obacterial 
219846450 
ce 36803 
teriales; Flavoba 

gi|219846377 

3779118 37805 


gi 


Flav 
gi 


219846368 
nce 37926 
s; Flavoba 
219846333 
equence 
ac 
219846240 
quence 
Rhodospir 


gi 


teriale 
gi 


Flavob 
gi 


gi| 219846233 


cteriaceae 
219846231 


Flavoba 
gi 

Pib 
gi 


ocella. 
219846161 


cteriaceae 
219846160 


Flavoba 
gi 


lavobact 


vobacter 


Flavoba 


teriales; 


NR_025053.1 
2391886 239336 
eriales; Flavob 
ref|NR_025031.1 

2422553 242399 
iales; Flavobac 
ref|NR_025020.1 
48 2434422 Flavo 
cteriaceae; Fla 
ref |NR_024828.1 


bellia. 
NR_024827.1 


7 ZO 
ref 


bellia. 
NR_024826.1 


7 ZO 
ref 
; Zobellia. 
ref |NR_024809.1 
47 Cellulophaga 
; Cellulophaga. 
ref |NR_024790.1 

2737379 273875 
les; Flavobacter 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref |NR_024737.1 

2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 

2812273 281371 
es; Flavobacteri 
ref|NR_024659.1 
69 Streptococcus 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref|NR_026094.1 

3606022 360747 
es; Flavobacteri 
ref |NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref|NR_025968.1 


ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref |NR_025923.1 

3842717 384417 
; Flavobacteriac 
ref|NR_025830.1 

3977072 397838 
illales; Rhodosp 


ref |NR_025823.1 


i Aq 
ref 
ella 


uimarina. 
NR_025821.1 
ponti Bacte 


ref|NR_025751.1 


7 Ma 
ref 


ribacter. 


a 


oa 


b 
Vv 


Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Flavobacterium 
acterium frigidarium 
obacterium. 
Zobellia russellii 


16 Zobellia russellii Bacteria; 
eriaceae; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 
eae; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Cellulophaga pacifica 


pacifica Bacteria; 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Flavobacterium 
acterium limicola 
obacterium. 
Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 
6 Tenacibaculum 
aceae; Tenacibaculum. 
Streptococcus peroris 
peroris Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Capnocytophaga 

4 Capnocytophaga 
aceae; Capnocytophaga. 
Polaribacter 

bacter filamentus 
ribacter. 

Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Polaribacter 
bacter franzmannii 
ribacter. 
Flavobacterium 

7 Flavobacterium 
eae; Flavobacterium. 
Rhodospirillum 

6 Rhodospirillum 
irillaceae; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


NR_025750.1 


Maribacter aquivivus 


strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacte 


riales; 


Flavobacteriaceae 


; Maribacter. 


334400 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


334400 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


334400 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


334400 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


334400 Bacteria_16S 


strain CA15-8 16S 
Actinobacteria; A 


334400 Bacteria_16S 


strain SwW49 16S r 
Bacteroidetes; Fl 


334400 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


strain HI 11/12 1 
Bacteria; Aquific 


334400 Bacteria_16S 


aerolata strain V 
Bacteria; Actinob 


Promicromonospora. 
334400 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


334400 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


334400 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


334400 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


334400 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


334400 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


334400 Bacteria_16S 


strain 234/92 16S 
Actinobacteria; A 


334400 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


334400 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


334400 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


334400 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


334400 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


4091290 4091251 41 80 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
6S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4092786 4092747 41 80 gi|219846158|ref|NR_025748.1| Maribacter 
ain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4094267 4094228 41 80 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
6S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

4115300 4115261 41 80 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
6S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

4200926 4200887 41 80 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 

ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

4229747 4229708 41 80 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
ibosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

737769 737691 36 113 gi| 265678556 |ref|NR_028860.1| Entomoplasma lucivorax 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1231704 1231630 40 

6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1449819 1449745 41 113 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Entomoplasm 
TLS. gi 


2288812 2288734 36 
osomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
2365988 2365938 30 80 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2367498 2367448 30 80 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2824222 2824148 40 113 gi 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 
2996617 2996543 40 113 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3267295 3267241 59 113 gi 
ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3572229 3572155 40 113 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Bifidobacteriales; 
4164494 4164416 36 113 

6S ribo 
icutes; Entomoplasmatales; Entomoplasm 
4175175 4175097 36 113 gi 
in GRUA-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
4181328 4181250 36 113 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
4185831 4185753 36 113 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
149888 149843 36 81 gi 
bosomal RNA, partial sequence 


113 gi 


Tu 
gi 


278192 278115 36 113 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
287207 287134 41 113 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


736380 73789 


complete sequence 1230306 12317 


2287434 22889 


2364627 23660 


3265947 32672 


3570843 35723 


somal RNA, partial sequence 4163118 41646 


4179947 41814 


4184459 41859 


148511 15001 


276812 27827 


285875 28729 


ataceae; E 
219878275 


rinis. 

224581421 
ce 14484 
ales; Micr 


219857540 


ataceae; M 
219857483 


219857482 
quence 
lasmatacea 
219856908 
uence 
ceae; Hydr 
219846926 
sequence 
icaceae; H 
219846743 


lales; Leg 
219846528 


ricella. 
219846105 


ataceae; M 
219846097 
equence 

lasmatales 
219846092 


ataceae; M 
219846086 


ataceae; E 
265678963 


265678875 


265678869 


334400 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


302372 302299 41 113 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


7 Entomoplasma 
ntomoplasma. 

ref|NR_025414.1 
93 Thermocrinis 


ref|NR_027202.1 
60 1449852 Promic 
ococcineae; Pro 
ref|NR_025128.1 


lasma. 
NR_025071.1 


esop 
ref 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_024729.1 
2822817 282431 
ogenobacter. 
ref|NR_026518.1 

2995219 299673 
ydrogenobacter. 
ref|NR_026335.1 


ione 
ref 


llaceae; Leg 
NR_026120.1 


ref|NR_025695.1 
lasma. 
ref |NR_025687.1 

4173799 417528 
; Entomoplasmata 
ref|NR_025682.1 


esop 


esoplasma. 
ref|NR_025676.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_029271.1 


ref 


NR_029181.1 


ref|NR_029175.1 


265678859 


lucivorax Bacteria; 


Thermocrinis albus 


albus DSM 14484 


Promicromonospora 
romonospora aerolata 


micromonosporaceae H 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Hydrogenobacter 
3 Hydrogenobacter 


Hydrogenobacter 
2 Hydrogenobacter 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Turicella otitidis 


03 Turicella otitidis Bacteria; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


ref |NR_029165.1 


Mycoplasma pirum 


300996 302452 Mycoplasma pirum Bacteria; 


334400 Bacteria_ 


ammonificans stra 
ammonificans Bact 


334400 Bacteria_ 


strain ED 11/3LLK 
Aquificae; Aquifi 


334400 Bacteria_ 
strain M343/98/2 


334400 Bacteria_ 


strain IS1B 16S r 
P 


Planctomycetes; 
334400 Bacteria_ 
selenitireducens 
selenitireducens 
334400 Bacteria_ 


strain WSU 86/104 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


334400 Bacteria_ 
strain 1480D 16S 
Firmicutes; 


Bacil 


16S 408840 408799 37 78 gi 
eria; Aquificae; Aquificales; Desulfur 
16S 604350 604309 37 78 gi 
16S ribosomal RNA, partial sequence 
cales; Desulfurobacteriaceae; Thermovi 


16S 674220 674151 40 108 gi 


16S 693931 693858 41 113 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
16S 960233 960188 36 80 gi 
strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
16S 974051 974002 29 78 gi 
4 16S ribosomal RNA, complete sequence 


gi 


16S 1007747 1007672 36 113 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


in HB-1 16S ribosomal RNA, partial seq 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


692571 69404 


1006359 10077 


265678783 
uence 
obacteriac 
265678649 
60290 
brio. 
265678600 


265678587 


nctomyceta 
265678405 
1 sequence 
llaceae; B 
265678395 

97261 


265678373 


ref|NR_028905.1 


ref|NR_028675.1 


5 604369 Thermo 


ref|NR_029088.1| Thermovibrio 
407444 408915 Thermovibrio 

eae; Thermovibrio. 

ref|NR_028954.1| Thermovibrio ruber 


vibrio ruber Bacteria; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
nomycineae; 


; Actinomycetaceae; Actinomyces. 
ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 
ceae; Isosphaera. 
ref|NR_028707.1| Bacillus 
958824 960272 Bacillus 
acillus. 
ref|NR_028697.1| Waddlia chondrophila 
7 974173 Waddlia chondrophila Bacteria; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


334400 Bacteria_16S 1050523 1050482 37 78 gi| 265678345 |ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

334400 Bacteria_16S 1157534 1157489 36 81 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

334400 Bacteria_16S 1396507 1396434 41 113 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 
strain KA3 16S ribosomal RNA, partial sequence 1395106 1396548 Marinitoga piezophila KA3 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 

334400 Bacteria_16S 2088443 2088402 37 78 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 

334400 Bacteria_16S 3414843 3414774 40 108 gi|219846635|ref|NR_026227.1| Actinomyces israelii 
strain CIP 103259 16S ribosomal RNA, partial sequence 3413473 3414913 Actinomyces israelii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

334400 Bacteria_16S 3524807 3524733 40 LTS. gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

334400 Bacteria_16S 3710300 3710255 33 78 gi|219846430|ref|NR_026021.1| Prosthecobacter 
dejongeii strain FCl 16S ribosomal RNA, partial sequence 3708907 3710374 Prosthecobacter dejongeii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
334400 Bacteria_16S 3757831 3757758 41 113 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

334400 Bacteria_16S 3786465 3786381 30 113 gi|219846373|ref|NR_025964.1| Mycoplasma simbae 
strain LX 16S ribosomal RNA, partial sequence 3785096 3786526 Mycoplasma simbae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

334400 Bacteria_16S 3860612 3860539 41 £13 gi|219846322|ref|NR_025912.1| Mycoplasma imitans 


strain 4229 16S r 
Tenericutes; Moll 


334400 Bacteria_ 
strain IL371 16S 


Tenericutes; Moll 
334400 Bacteria_16S 


narugense strain 
Bacteria; 
Bacteria; 


strain M663-98-1 
Firmicutes; 


strain ATCC 33530 
Bacteria; Teneric 


334400 Bacteria_16S 
strain PS-1 16S r 


Tenericutes; Moll 


334400 Bacteria_16S 
strain 23-6 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


Firmicu 
334400 Bacteria_16S 
koleovorans strai 
Firmicu 
334400 Bacteria_16S 


Bacil 
334400 Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2390210 2390138 41 112 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2740173 2740109 50 113 gi 
Na82 16S ribosomal RNA, partial sequen 


3859256 38606 


2388858 23902 


ce 


219857467 


219857161 
27388 


icutes; Entomoplasmatales; 


Spiroplasmataceae; 


ref|NR_025055.1 


ref|NR_024789.1 
10 2740172 Thermo 


tes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; T 

2789724 2789680 62 106 gi|219857124|ref|NR_024752.1 
n TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenib 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

3067948 3067900 64 112 gi| 219846877 |ref|NR_026469.1 
16S ribosomal RNA, partial sequence 3066573 30679 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3520224 3520152 41 112 gi| 219846563 |ref|NR_026155.1 

16S ribosomal RNA, partial sequence 3518849 3520338 Mycopl 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

4107704 4107628 36 112 gi|219846148|ref|NR_025738.1 
ibosomal RNA, partial sequence 4106362 4107818 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

4152197 4152129 46 113 gi|219846113|ref|NR_025703.1 


94 Mycoplasma imitans Bacteria; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Paenibacillus 
acillus koleovorans 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Mycoplasma genitalium 
asma genitalium 


Acholeplasma pleciae 


pleciae Bacteria; 


Spiroplasma floricola 


4150819 4152196 Spiroplasma floricola Bacteria; 
Spiroplasma. 


334400 Bacteria_16S 
strain NO-502 16S 
Bacteroidetes; Sphingobacteria; 
334400 Bacteria_16S 892145 892075 36 
strain Z-7191 16S 
Firmicutes; Clostridia; 
334400 Bacteria_16S 

japonensis strain 
Bacteria; Bacteroidetes; 
334400 Bacteria_16S 


536162 536123 41 


Halanaerobiales; 
1062542 1062503 41 


1725937 1725878 54 


strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


334400 Bacteria_16S 2768393 2768326 40 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 276850 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Co 
Dietziaceae; Dietzia. 

334400 Bacteria_16S 3152068 3152033 36 71 gi|219846821|ref|NR_026413.1 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 315218 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; D 
Desulfovibrio. 

334400 Bacteria_16S 3707263 3707218 33 78 gi| 219846432 |ref|NR_026023.1 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosth 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiac 
334400 Bacteria_16S 3957670 3957632 40 78 gi|219846254|ref|NR_025844.1 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrog 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 


334400 Bacteria_16S 
parakefiri strain 
parakefiri Bacteria; 
334400 Bacteria_16S 


476509 476460 63 


Firmicutes; 
651626 651581 68 


urinaehominis strain CCUG 42038b 16S ribosomal 


urinaehominis Bacteria; Firmicutes; 
334400 Bacteria_16S 699934 699889 68 


strain 6111 16S ribosomal RNA, partial sequence 


Proteobacteria; 


334400 Bacteria_16S 979990 979917 41 


strain II-2 16S ribosomal RNA, partial sequence 
Sphingobacteriales; 


Bacteroidetes; Sphingobacteria; 
334400 Bacteria_16S 1565788 1565712 36 


goodfellowii strain LB57 16S ribosomal RNA, partial sequence 
Fusobacteria; 


goodfellowii DSM 19756 Bacteria; 
334400 Bacteria_16S 2148971 2148930 40 
strain MUP 1182 16S ribosomal RNA, 
334400 Bacteria_16S 3705745 3705700 33 
fusiformis strain 


334400 Bacteria_16S 3790914 3790837 36 


80 


ribosomal RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 


108 


ribosomal RNA, partial sequence 
Halobacteroidaceae; 


80 


758 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


113 


105 


112 


GCL 1731 16S ribosomal RNA, partial sequence 
Lactobacillales; 


113 


113 


Gammaproteobacteria; Chromatiales; Chromatiaceae; 


113 


112 


80 


complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


78 


FC4 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


113 


strain PG8 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 


334400 Bacteria_16S 10292 10260 44 


tunicata strain D2 16S ribosomal RNA, partial sequence 


Bacteria; 
Pseudoalteromonas. 
334400 Bacteria_16S 
strain CDC 941078 


1251239 1251187 62 


Mycobacterium. 


334400 Bacteria_16S 2106626 2106554 41 


glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 
Flavobacteria; 


glaciale Bacteria; Bacteroidetes; 
334400 Bacteria_16S 3436753 3436701 62 


strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacterium. 


334400 Bacteria_16S 3708781 3708737 34 


vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosth 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 


334400 Bacteria_16S 941560 941521 41 


76 


113 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


112 


113 


78 


80 


RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Flavobacteriales; 


265678695 |ref 


gi 


NR_029000.1 


Arcicella aquatica 


534808 536267 Arcicella aquatica Bacteria; 


265678450 |ref 


gi 


Arcicella. 
NR_028752.1 


Orenia sivashensis 


890778 892197 Orenia sivashensis Bacteria; 


Orenia. 
gi| 265678336 |ref 
Chitino 


gi| 219878391 |ref 


219857139|ref 


gi 


265678734 |ref 


gi 
Lactobacillaceae; L 
gi|265678617|ref 


265678583 |ref 


gi 


1061167 1062648 Chitin 
Sphingobacteriales; 


475117 476512 
actobacillus. 


Aerococcus. 


NR_028638.1 


phagaceae; C 
NR_025530.1 


Comamonas. 
NR_024767.1 


NR_029039.1 


NR_028922.1 
650305 


NR_028888.1 


Chitinophaga 

ophaga japonensis 
hitinophaga. 
Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Dietzia 
5 Dietzia 
rynebacterineae; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Hydrogenobaculum 
enobaculum acidophilum 


Lactobacillus 
Lactobacillus 


Aerococcus 
651625 Aerococcus 


Thiocystis violascens 


698584 699934 Thiocystis violascens Bacteria; 


Thi 


gi|265678391|ref 


ocystis. 
NR_028693.1 


Lewinella cohaerens 


978631 980048 Lewinella cohaerens Bacteria; 


Saprospiraceae; L 
gi|219846059|ref 


219857636|ref 


gi 


219846433 |ref 


gi 


Verr 
ref 


gi|219846370 


1564412 156589 
Fusobacteriales; Fusob 


14 Mycobacterium 


3704351 3705819 Prosth 


ewinella. 
NR_025649.1 


acteriaceae; 
NR_025225.1 


Mycobacteri 
NR_026024.1 


ucomicrobiac 
NR_025961.1 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Acholeplasma laidlawii 


3789540 3791015 Acholeplasma laidlawii Bacteria; 


265679057 
8961 


gi ref 


219857412 |ref 


gi 
Coryneba 


219878116|ref 


gi 


Ny 


cr 


gi|219846619|ref 


219846431 |ref 


gi 
Verr 


265678418 |ref 


10291 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseud 


1249918 1251238 Mycoba 


105286 210665 


eplasma. 
NR_029365.1 
Pseudo 
oalteromonad 
NR_025000.1 
cterineae; M 
NR_025255.1 


yomorphaceae 
NR_026211.1 


Corynebacte 
NR_026022.1 


ucomicrobiac 


gi 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Brumimicrobium 

6 Brumimicrobium 

; Brumimicrobium. 
Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 


NR_028720.1 


Chitinophaga pinensis 


strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 


Bacteroidetes; Sphingobacteria; 


Sphingobacteriales; Chitinophagaceae; Chitinophaga. 


334400 Bacteria_16S 
piechaudii strain 
piechaudii Bacter 
334400 Bacteria_16S 


strain Y12-2 16S 
Bacteroidetes; 


strain Y10-2 16S 
Bacteroidetes; 


strain Kol5a 16S 


Aquificae; Aquifi 
334400 Bacteria_16S 
caldilitoris stra 
caldilitoris Bact 
334400 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; 


Planctomyces. 


334400 Bacteria_16S 
cavipharyngis str 


cavipharyngis Bac 


strain 4822 16S r 
Tenericutes; Moll 


334400 Bacteria_16S 
SM 4136 16S ribosomal RNA, partial seq 
Verrucomicrobia; Verrucomicrobiae; V 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


334400 Bacteria_16S 
in DSM 5305 16S ribosomal RNA, partial 
Plancto 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


334400 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
334400 Bacteria_16S 


Bacteria; Proteob 


ATCC 49989 strain 
ATCC 49989 Bacter 


334400 Bacteria_16S 


capitovis strain 
capitovis Bacteri 
Corynebacteriacea 


334400 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


phaeovibrioides s 
phaeovibrioides B 
Chlorobium. 


334400 Bacteria_16S 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
334400 Bacteria_16S 
n SG 3301 16S ribosomal RNA, partial s 
Gammaproteobacter 


ruhlandii strain 
Bacteria; Proteob 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


334400 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


334400 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


334400 Bacteria_16S 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 


geysericola strai 
geysericola Bacte 


Fl 
334400 Bacteria_16S 


Fl 
334400 Bacteria_16S 


Ther: 
334400 Bacteria_16S 
limnophilus strai 
limnophilus Bacte 


1472362 1472319 70 113 gi 


4226803 4226764 41 80 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
4228275 4228236 41 80 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
291837 291799 40 78 


gi 
42 


gi 
42 


gi 


3451959 3451881 36 113 gi 
6S ribosomal RNA, partial sequence 34 
motogales; Thermotogaceae; 
218998 218925 41 

n Mu 290 16S ribosomal RNA, 
ria; Planctomycetes; Planctomycetacia; 
2475164 2475123 41 


82 gi 


2476659 2476618 41 82 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3364874 3364830 33 78 gi 


gi 


v 


695428 695356 41 112 


gi 


5305 Bacteria; Planctomycetes; 


728735 728683 62 113 gi 


1505547 1505503 62 106 gi 
Firmicutes; Clostridia; 
1856600 1856548 62 113 


CCUG 39779 16S ribosomal RNA, 


ia; 
gi 
partial 


e; Corynebacterium. 
2012287 2012247 41 81 
ribosomal RNA, partial sequence 


gi 


75602 75543 54 112 
train 2631 16S ribosomal RNA, 
acteria; Chlorobi; Chlorobia; 


gi 
partial 


1457284 1457245 74 113 gi 


1787987 1787940 66 112 


gi 


ria; Proteobacteria; 
3908350 3908267 30 112 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
2792614 2792572 70 112 gi 


gi 


ridia; Clostridiales; Lachnospiraceae; 
978481 978440 40 81 gi 


334400 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


2473775 2473742 79 112 
bosomal RNA, partial sequence 
eltaproteobacteria; 


gi 


EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 


Flavoba 


Flavoba 


in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 


complete s 


ain 117C 16S ribosomal RNA, partial se 


teria; Tenericutes; Mollicutes; Mycopl 
334400 Bacteria_16S 


164-47 16S ribosomal RNA, partial seq 
Clostridia 


Chlorobi 


Syntrophobacterales; 


224581405 
uence 


v 


219846051 
25434 42268 


219846050 
26906 42283 


265678866 


quence 
ceae; 
219846609 
50571 34520 
Thermotoga. 
113 gi| 265678917 
equence 


219857400 
quence 


219857399 


2475319 24767 


219846674 
uence 
errucomicr 


265678586 
sequence 
mycetacia; 


265678563 
72737 
ales; Ecto 
219846440 
uence 
les; Eubac 
219878297 
sequence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


219878188 


2010901 20124 
lanctomycetacia; Planctomycetales; Pla 
334400 Bacteria_16S 


nctomyceta 
265679014 
sequence 

ales; Chlo 


224581416 
ence 14559 
riales; Al 
219878344 
equence 

ia; Chroma 


219846289 


3906969 39084 


219857122 


16S ribosomal RNA, partial sequence 2791299 27926 


Coprococc 
265678392 
uence 
erpetosiph 
219857401 


Burkhold 


cteriaceae 


cteriaceae 


Hydr 


Planctomy 


asmataceae 


ref 


ref 


v 
ref 


a 
ref 


ribosomal RNA, partial sequence 290399 29196 
cales; Aquificaceae; Aquifex. 
2690572 2690534 40 78 gi|219857196|ref 


ref 


ref 
2 


ref 


, 
ref 


ref 


ref 


ref 


ref 


ref 


ceae 
ref 


robi 


ref 


cali 
ref 


tial 


ref 


ref 


us. 
ref 


onac 
ref 


eria 


2689164 26906 
ogen 


17606 21913 


ceta 


2473825 24752 


My 


3363492 33649 


obia 


694091 69553 
Pla 


0 728734 Thior 
thio 


1504208 15055 
teri 


04 Planctomyces 


74295 


66 1457283 Achro: 


1786631 17879 


NR_027186.1 


1471041 147236 
les; Alcalig 


NR_025641.1 


quorivita. 
NR_025640.1 


quorivita. 
NR_029172.1 


NR_024824.1 
5 
ivirga. 
NR_026201.1 


NR_029225.1 
3 
les; Planct 
NR_024988.1 
6 
coplasma. 
NR_024987.1 


NR_026266.1 
8 
les; Verruc 
NR_028891.1 
7 
nctomycetal 


NR_028867.1 


rhodospirac 
NR_026031.1 
5 
aceae; Eubac 
NR_025436.1 
9 
t 


; Corynebac 


NR_025327.1 
; Planctomyc 
NR_029322.1 
75601 
Chlo 


aceae; xr 


NR_027197.1 


genaceae; Ac 
NR_025483.1 
8 
° 


es; Ectothi 


NR_025879.1 


NR_024750.1 


NR_028694.1 


977181 978580 


eae; Herpeto 


fo} 


fo} 


e 


h 
e 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Aequorivita crocea 


55 Aequorivita crocea Bacteria; 
Ae 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 
Ae 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Hydrogenivirga 
5 Hydrogenivirga 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Planctomyces 
Planctomyces 
mycetaceae; 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Thiorhodospira 

odospira sibirica 

ae; Thiorhodospira. 
Eubacterium saphenum 

0 Eubacterium saphenum 

terium. 

Corynebacterium 

9 Corynebacterium 

erineae; 


Planctomyces maris 


maris Bacteria; 


es. 

Chlorobium 

Chlorobium 
obium/Pelodictyon group; 


Achromobacter 


mobacter ruhlandii 


hromobacter. 

Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Herpetosiphon 
Herpetosiphon 
siphon. 


NR_024989.1 


Smithell 


Smithella propionica 


2472404 2473774 Smithella propionica Bacteria; 
Syntrophaceae; 


a. 


334400 Bacteria_16S 
orisratti strain 
orisratti Bacteria; 
334400 Bacteria_16S 
strain SMCC W459 


2496254 2496229 88 


Firmicutes; 
2599456 2599405 62 


Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
334400 Bacteria_16S 2748885 2748841 70 113 gi| 219857155 |ref|NR_024783.1 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


334400 Bacteria_16S 
strain CCUG 41628 
Bacteria; Fusobacteria; Fusobacteriales; 
334400 Bacteria_16S 3909877 3909794 30 


1783537 1783498 42 


strain A417 16S ribosomal RNA, partial sequence 


113 


113 


80 


112 


gi 


ATCC 700640 16S ribosomal RNA, partial 
Lactobacillales; 


gi 


16S ribosomal RNA, partial sequence 2598095 25994 


gi 


16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


gi 


3908492 39099 


Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


334400 Bacteria_16S 3911406 3911323 30 


canigenitalium strain D6P-C 16S ribosomal RNA, 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 


334400 Bacteria_16S 1075929 1075904 88 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
tukisamuensis Bacteria; Actinobacteria; Actinobacterida 


Nocardiaceae; Rhodococcus. 
334400 Bacteria_16S 1852119 1852094 88 
strain SE3104 16S 


112 


113 


113 


ribosomal RNA, partial sequence 


gi 


partial 


gi 


gi 


1850849 18521 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


334400 Bacteria_16S 1501112 1501072 74 
afermentans subsp. 


Corynebacterium afermentans subsp. 


113 


afermentans Bacteria; Actinobacteria; 


gi 


afermentans strain CIP 103499 16S ribosomal RN 


219857386 
sequence 


Streptococcaceae; 


219857269 


219878348 
17821 

Sneath 

219846288 


219846287 
sequence 


265678327 


219878301 


Rhodospiri 
219846622 


e; Actinomycetales; 


ref|NR_024974.1 
2494920 249625 
Streptococcus. 
ref|NR_024900.1 


ref |NR_025487.1 
ia. 


ref |NR_025878.1 


ref |NR_025877.1 
3910020 391149 
e; Ureaplasma. 
ref|NR_028629.1 

1074605 107593 


ref |NR_025440.1 


llaceae; 
ref|NR_026214.1 
A, complete sequ 


Streptococcus 
6 Streptococcus 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Arthrobacter russicus 


russicus Bacteria; 
; Micrococcaceae; Arthrobacter. 


Sneathia sanguinegens 


75 1783536 Sneathia sanguinegens 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Rhodococcus 
5 Rhodococcus 


Corynebacterineae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
Roseospira. 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 

334400 Bacteria_16S 3979679 3979655 88 112 gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 
strain NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 

334400 Fungi_16S 1377 1308 40 108 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 


Actinobacteria 


334400 Fungi_16S 


strain IFM 078 
Actinobacteria 


334400 Fungi_16S 


2886 2817 40 108 gi 
4 16S ribosomal RNA, partial sequence 1564 


4424 4355 40 108 gi 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678351 


3016 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678350 


Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 
Nocardiaceae; Nocardia. 
NR_028652.1| Nocardia araoensis 


ref 


strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
334400 Fungi_16S 5984 5915 40 108 gi|265678349|ref|NR_028651.1| Nocardia higoensis 


strain IFM 100 


84 16S ribosomal RNA, partial sequence 4616 


6112 


Nocardia higoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
334400 Fungi_16S 7540 7471 40 108 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 


Actinobacteria 


334400 Fungi_16S 


strain IFM 024 
Actinobacteria 


334400 Fungi_16S 


strain IFM 100 


9042 8973 40 108 gi 
5 16S ribosomal RNA, partial sequence 7721 


10528 10459 40 108 gi 
88 16S ribosomal RNA, partial sequence 9174 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678342 


9123 


; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219857197 


1058 


Actinobacteria; 
334400 Fungi_16S 


12009 11940 


Nocardiaceae; Nocardia. 
334400 Archaea_16S 5861 5798 
sulfidifaciens strain AD2 16S ribosomal 


sulfidifaciens Archaea; Euryarchaeota; Halobacteria; Halobacteria 
334400 Archaea_16S 7310 7247 41 104 gi| 265678836 
strain 7-3 16S ribosomal RNA, partial sequence 5993 7388 


Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; N 
334400 Archaea_16S 11783 11720 41 104 gi| 265678819 
strain Bl 16S ribosomal RNA, partial sequence 10428 11897 


41 


108 


104 


Actinobacteridae; Actinomycetales; Corynebacterin 
40 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


RNA, partial sequence 


219857175 


265678837 


Actinomycetales; 


Nocardiaceae; Nocardia. 

ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 

8 Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

Corynebacterineae; 


ref|NR_029142.1] Natronorubrum 
4542 5942 Natronorubrum 
les; Halobacteriaceae; Natronorubrum. 
ref|NR_029141.1| Natronorubrum aibiense 
Natronorubrum aibiense Archaea; 
atronorubrum. 
ref|NR_029124.1| Natrialba taiwanensis 


Natrialba taiwanensis Archaea; 


Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

334400 Archaea_16S 62163 62100 41 104 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

334400 Archaea_16S 117733 117670 41 104 gi|254971290|ref|NR_028208.1| Haloterrigena 
saccharevitans AB14 16S ribosomal RNA, partial sequence 116378 117849 Haloterrigena saccharevitans 


Archaea; Euryarchaeota; Halobacteria; 


Halobacteriales; 


Halobacter 


iaceae; Haloterrigena. 


334400 Archaea_16S 126700 126637 41 104 gi|254971281|ref|NR_028199.1| Natrinema altunense 
AJ2 16S ribosomal RNA, partial sequence 125343 126816 Natrinema altunense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

334400 Archaea_16S 140194 140131 41 104 gi|254971272|ref|NR_028190.1| Haloterrigena salina 
XH-65 16S ribosomal RNA, partial sequence 138837 140257 Haloterrigena salina Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

334400 Archaea_16S 143118 143055 41 104 gi|254971270|ref|NR_028188.1| Natrinema ejinorense 
EJ-57 16S ribosomal RNA, partial sequence 141762 143179 Natrinema ejinorense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

334400 Archaea_16S 153558 153495 41 104 gi|254971263|ref|NR_028181.1| Natrialba 
chahannaoensis C112 16S ribosomal RNA, partial sequence 152202 153673 Natrialba chahannaoensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

334400 Archaea_16S 155081 155018 41 104 gi|254971262|ref|NR_028180.1| Halalkalicoccus 


tibetensis DS12 
Euryarchaeota; Halobacteria; 


334400 Archaea_16S 159612 159549 41 


Halobacteriales; 


104 


16S ribosomal RNA, partial sequence 153724 15519 
Halobacteriaceae; H 


gi 


hulunbeirensis X21 16S ribosomal RNA, partial sequence 


Archaea; Euryarchaeota; 
334400 Archaea_16S 161118 161055 41 
16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 


334400 Archaea_16S 165616 165553 41 


104 


104 


Halobacteria; Halobacteriales; 


gi 


gi 


thermotolerans PR5 16S ribosomal RNA, partial sequence 


Archaea; Euryarchaeota; 


334400 Archaea_16S 171583 171520 41 


larsenii XH-48 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Euryarchaeota; Halobacteria; 


334400 Archaea_16S 180437 180374 41 104 gi| 254971244 
innermongolicus N-1311 16S ribosomal RNA, partial sequence 17910 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteri 
Natronolimnobius. 

334400 Archaea_16S 181921 181858 41 104 gi| 254971243 
baerhuensis IHC-005 16S ribosomal RNA, partial sequence 18058 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
334400 Archaea_16S 196827 196764 41 104 gi| 254971232 


XF10 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
334400 Archaea_16S 


201274 201211 41 


tibetense GA33 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Euryarchaeota; Halobacteria; 
334400 Archaea_16S 45641 45580 43 
172P1 16S ribosomal RNA, partial sequence 


104 


Halobacteriaceae; H 


195490 196927 Natri 
Halobacteriaceae; Natrinema. 


104 


Halobacteriaceae; N 


104 
44288 


Halobacteria; Halobacteriales; 


gi 
17 


gi 
19 


gi 
45 


Halobacteria; 


Archaea; 


Archaea; 


Archaea; 


Halobacteriales; 
334400 Archaea_16S 
stadtmanae DSM 3091 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteri 
334400 Archaea_16S 
profundus strain 
Euryarchaeota; Archaeoglobi; Archaeoglobales; 
334400 Archaea_16S 
subterraneum A8p 


84479 84434 36 81 gi 


23590 23526 40 104 gi 
AV18 16S ribosomal RNA, partial sequen 


69479 69415 40 104 gi 


Halobacteriaceae; Natrialba. 


16S ribosomal RNA, partial sequence 68161 
Euryarchaeota; Methanobacteria; Methanobacteri 


254971259 
15825 
Halobacter 
254971258 


254971255 
16427 
Halobacter 
254971251 
0247 17167 


254971229 
9917 20139 


254971296 
756 Natri 


254971318 

83122 
ales; Meth 
265678632 
ce 22211 
Archaeoglo 
254971329 
69596 
ales; Meth 


334400 Archaea_16S 
congolense C 16S 


162606 162542 40 


334400 Archaea_16S 205700 205636 40 


formicicum strain DSMZ1535 16S ribosomal RNA, partial sequence 


104 


ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacter 


104 


gi 
16 


gi 


254971257 
1275 16272 


219857440 


ref 


ref 


159778 161224 Natrialba aegyptia Archaea; 
Halobacteriaceae; Natrialba. 


ref 


ref 


ref 


ref 
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ref 
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bace 
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5 182019 Natron 
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0 Natronorubrum 
atronorubrum. 


84546 


23710 


204386 205761 


NR_028177.1 


NR_028176.1 


NR_028173.1 


NR_028169.1 


NR_028162.1 


NR_028161.1 


Natronol 
NR_028150.1 
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NR_028147.1 


NR_028214.1 
asiatica Ar 


NR_028236.1 

Methan 
acteriaceae; 
NR_028937.1 
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ae; Archaeog 
NR_028247.1 


acteriaceae; 
NR_028175.1 


ae; Methanob 
NR_025028.1 


7 Halalkalicoccus tibetensis Archaea; 
alalkalicoccus. 


Natrialba 


7 159727 Natrialba hulunbeirensis 
Natrialba. 


Natrialba aegyptia 40 


Euryarchaeota; 


Haloterrigena 


7 165727 Haloterrigena thermotolerans 
Haloterrigena. 


Halostagnicola 


9 Halostagnicola larsenii Archaea; 
alostagnicola. 


Natronolimnobius 


0 180534 Natronolimnobius 
Halobacteriaceae; 


Natronolimnobius 
olimnobius baerhuensis 
imnobius. 

Natrinema versiforme 
Archaea; Euryarchaeota; 


Natronorubrum 
tibetense Archaea; 


Natrialba asiatica 
chaea; Euryarchaeota; 


Methanosphaera 
osphaera stadtmanae 
Methanosphaera. 
Archaeoglobus 
oglobus profundus 
lobus. 
Methanobacterium 


Methanobacterium subterraneum 


Methanobacterium. 
Methanobacterium 


7 Methanobacterium congolense Archaea; 


acterium. 
Methanobacterium 
Methanobacterium 
cteriaceae; 


Methanocorpusculum 
ocorpusculum labreanum 
e; Methanocorpusculum. 
Archaeoglobus 

oglobus veneficus 

lobus. 

Halomicrobium katesii 
Archaea; Euryarchaeota; 


Haloarcula amylolytica 


formicicum Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanoba 
Methanobacterium. 

334400 Archaea_16S 14702 14655 35 82 gi| 265678781 |ref|NR_029086.1 
labreanum strain Z 16S ribosomal RNA, partial sequence 13367 14775 Methan 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanocorpusculacea 
334400 Archaea_16S 32264 32201 41 104 gi| 265678527 |ref|NR_028831.1 
veneficus strain SNP 6 16S ribosomal RNA, partial sequence 30898 32348  Archae 
Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeog 
334400 Archaea_16S 41139 41076 41 104 gi| 254971315 |ref|NR_028233.1 
Al-5 16S ribosomal RNA, partial sequence 39778 41196 Halomicrobium katesii 
Halobacteria; Halobacteriales; Halobacteriaceae; Halomicrobium. 

334400 Archaea_16S 42602 42539 41 104 gi|254971311|ref|NR_028229.1 
BD-3 16S ribosomal RNA, partial sequence 41247 42718 Haloarcula amylolytica Archaea; 


Euryarchaeota; Halobacteria; 


Halobacteriales; 


Halobacteriaceae; 


Haloarcula. 


334400 Archaea_16S 57681 57618 41 
SP4 16S ribosomal RNA, partial sequence 
Euryarchaeota; Halobacteria; 


Halobacteriales; 


104 
56331 


gi 
57 


254971337 


794 Natro 
Halobacteriaceae; N 


ref 


NR_028255.1 


Natronococcus occultus 


mococcus occultus Archaea; 
atronococcus. 


334400 Archaea_16S 87473 87410 41 104 gi|254971316|ref|NR_028234.1| Haloarcula japonica 
TR-1 16S ribosomal RNA, partial sequence 86118 87589 Haloarcula japonica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

334400 Archaea_16S 101026 100963 41 104 gi|254971305|ref|NR_028223.1| Natronobacterium 
gregoryi SP2 16S ribosomal RNA, partial sequence 99673 101139 Natronobacterium gregoryi Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronobacterium. 

334400 Archaea_16S 107087 107024 41 104 gi|254971301|ref|NR_028219.1| Halomicrobium 
mukohataei arg-2 16S ribosomal RNA, partial sequence 105730 107198 Halomicrobium mukohataei Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halomicrobium. 

334400 Archaea_16S 108604 108541 41 104 gi|254971300|ref|NR_028218.1]| Haloarcula 
argentinensis arg-1 16S ribosomal RNA, partial sequence 107249 108715 Haloarcula argentinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

334400 Archaea_16S 110123 110060 41 104 gi|254971299|ref|NR_028217.1| Natronococcus 
amylolyticus Ah-36 16S ribosomal RNA, partial sequence 108766 110239 Natronococcus amylolyticus 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

334400 Archaea_16S 125177 125114 41 104 gi|254971283|ref|NR_028201.1| Halobiforma lacisalsi 
AJ5 16S ribosomal RNA, partial sequence 123822 125292 Halobiforma lacisalsi Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

334400 Archaea_16S 144565 144502 41 104 gi|254971269|ref|NR_028187.1| Halobacterium 
noricense Al 16S ribosomal RNA, partial sequence 143230 144663 Halobacterium noricense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

334400 Archaea_16S 158091 158028 41 104 gi|254971260|ref|NR_028178.1| Halobiforma 
haloterrestris 135 16S ribosomal RNA, partial sequence 156750 158206 Halobiforma haloterrestris 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

334400 Archaea_16S 173067 173004 41 104 gi|254971250|ref|NR_028168.1| Halococcus 
hamelinensis 100A6 16S ribosomal RNA, partial sequence 171730 173164 Halococcus hamelinensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

334400 Archaea_16S 175990 175927 41 104 gi|254971248|ref|NR_028166.1| Archaeoglobus infectus 
Arc51 16S ribosomal RNA, partial sequence 174670 176081 Archaeoglobus infectus Archaea; 
Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

334400 Archaea_16S 184942 184879 41 104 gi|254971241|ref|NR_028159.1| Haloarcula hispanica 
Y-27 16S ribosomal RNA, partial sequence 183587 185058 Haloarcula hispanica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

334400 Archaea_16S 2856 2786 42 112 gi|265678992|ref|NR_029300.1| Metallosphaera prunae 
strain Ronl2/II 16S ribosomal RNA, partial sequence 1513 2932 Metallosphaera prunae Archaea; 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallosphaera. 

334400 Archaea_16S 13260 13214 36 82 gi| 265678817 |ref|NR_029122.1| Methanococcoides 
alaskense strain AK-5 16S ribosomal RNA, partial sequence 11948 13316 Methanococcoides alaskense 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanococcoides. 

334400 Archaea_16S 25070 25024 36 82 gi|265678616|ref|NR_028921.1| Pyrobaculum 
arsenaticum strain PZ6 16S ribosomal RNA, partial sequence 23761 25140 Pyrobaculum arsenaticum 
Archaea; Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Pyrobaculum. 

334400 Archaea_16S 29334 29288 36 82 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 
indicus strain SL43 16S ribosomal RNA, partial sequence 27994 29402 Methanocaldococcus indicus 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

334400 Archaea_16S 39604 39534 42 112 gi|265678307|ref|NR_028609.1| Sulfolobus tokodaii 
strain 7 16S ribosomal RNA, partial sequence 38233 39727 Sulfolobus tokodaii Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

334400 Archaea_16S 51695 51653 40 82 gi|254971284|ref|NR_028202.1| Methanobacterium 
beijingense 8-2 16S ribosomal RNA, partial sequence 50371 51786 Methanobacterium beijingense Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

334400 Archaea_16S 65002 64960 40 82 gi|254971332|ref|NR_028250.1| Methanothermobacter 
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Crenarchaeota; Thermoprotei; 
334400 Archaea_16S 147553 147527 35 
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82 


ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; 
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ref |NR_028185.1 
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ref |NR_028184.1 
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NR_028182.1 


ref|NR_028174.1 


Metallosphaera 


0 Metallosphaera hakonensis Archaea; 
Metallosphaera. 


Thermoplasma volcanium 


hermoplasma volcanium Archaea; 
Thermoplasma. 


Methanimicrococcus 


9 Methanimicrococcus blatticola 
Methanimicrococcus. 


Methanosarcina 


1 Methanosarcina semesiae Archaea; 
Methanosarcina. 


Methanomethylovorans 


6 Methanomethylovorans hollandica 
Methanomethylovorans. 


334400 Archaea_16S 168602 168560 40 82 gi|254971253|ref|NR_028171.1| Methanobacterium 
oryzae FPi 16S ribosomal RNA, partial sequence 167250 168695 Methanobacterium oryzae Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

334400 Archaea_16S 187967 187921 36 82 gi|254971239|ref|NR_028157.1| Methanosaeta 
thermophila PT 16S ribosomal RNA, partial sequence 186632 188034 Methanosaeta thermophila PT Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 

334400 Archaea_16S 204257 204211 36 82 gi|219878164|ref|NR_025303.1| Methanosarcina barkeri 
strain DSM 800 16S ribosomal RNA, partial sequence 202925 204335 Methanosarcina barkeri Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanosarcina. 

334400 Archaea_16S 8768 8743 36 61 gi|265678835|ref|NR_029140.1| Methanococcus aeolicus 
strain Nankai-3 16S ribosomal RNA, partial sequence 7439 8832 Methanococcus aeolicus Archaea; 
Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 

334400 Archaea_16S 50205 50164 41 82 gi|254971288|ref|NR_028206.1| Halorubrum 
alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 48850 50320 Halorubrum alkaliphilum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

334400 Archaea_16S 54713 54668 36 81 gi|254971246|ref|NR_028164.1| Methanocella 
paludicola SANAE 16S ribosomal RNA, partial sequence 53363 54799 Methanocella paludicola SANAE 
Archaea; Euryarchaeota; Methanomicrobia; Methanocellales; Methanocellaceae; Methanocella. 

334400 Archaea_16S 73989 73948 41 82 gi|254971326|ref|NR_028244.1| Halorubrum 
lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 72635 74098 Halorubrum 
lacusprofundi ATCC 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Halorubrum. 

334400 Archaea_16S 88994 88953 41 82 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

334400 Archaea_16S 90515 90474 41 82 gi|254971313|ref|NR_028231.1| Halorubrum 
californiense SF3-213 16S ribosomal RNA, partial sequence 89160 90595 Halorubrum californiense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

334400 Archaea_16S 92000 91959 41 82 gi|254971312|ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

334400 Archaea_16S 94983 94942 41 82 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

334400 Archaea_16S 96503 96462 41 82 gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
16S ribosomal RNA, partial sequence 95149 96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

334400 Archaea_16S 99508 99467 41 82 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
JCM 9060 16S ribosomal RNA, partial sequence 98155 99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

334400 Archaea_16S 120743 120702 41 82 gi| 254971287 |ref|NR_028205.1| Halorubrum 
xinjiangense BD-1 16S ribosomal RNA, partial sequence 119389 120858 Halorubrum xinjiangense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

334400 Archaea_16S 128221 128180 41 82 gi|254971280|ref|NR_028198.1| Halorubrum tibetense 
8wW8 16S ribosomal RNA, partial sequence 126867 128336 Halorubrum tibetense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

334400 Archaea_16S 141655 141614 41 82 gi|254971271|ref|NR_028189.1| Halorubrum ejinorense 


EJ-32 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
334400 Archaea_16S 183422 183381 41 
4P 16S ribosomal RNA, partial sequence 

Halobacteria; Halobacteriales; 
334400 Archaea_16S 
okinawensis IH1 
Archaea; 
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Archaea; Euryarchaeota; Halobacteria; 
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Halorubrum. 
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82 
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Euryarchaeota; Methanococci; Methanococcales; 


gi 


ref|NR_028160.1 


ref|NR_028155.1 
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Halobacter 


ref |NR_025555.1 


iaceae; Halobact 


Archaea; Euryarchaeota; 


Halorubrum terrestre 
Archaea; Euryarchaeota; 


Methanothermococcus 


6 Methanothermococcus okinawensis 
Methanococcaceae; 


hermococcus. 
Halobacterium 


201441 202874 Halobacterium salinarum 


erium. 


334400 Archaea_16S 1357 1317 42 82 gi|265679008|ref|NR_029316.1| Sulfophobococcus 
zilligii strain Kl 16S ribosomal RNA, partial sequence 1 1463 Sulfophobococcus zilligii 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Sulfophobococcus. 

334400 Archaea_16S 4367 4327 42 82 gi|265678906|ref|NR_029214.1| Thermofilum pendens 
strain Hvv3, DSM 2475 16S ribosomal RNA, partial sequence 2983 4491 Thermofilum pendens Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermofilaceae; Thermofilum 

334400 Archaea_16S 38059 38019 42 82 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 
strain IC-059 16S ribosomal RNA, partial sequence 36706 38182 Vulcanisaeta souniana Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Vulcanisaeta. 

334400 Archaea_16S 44123 44083 41 81 gi|254971297|ref|NR_028215.1| Haloferax 
denitrificans S1 16S ribosomal RNA, partial sequence 42769 44237 Haloferax denitrificans Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

334400 Archaea_16S 47162 47122 41 81 gi|254971295|ref|NR_028213.1| Haloferax gibbonsii 
Ma-2.38 16S ribosomal RNA, partial sequence 45807 47276 Haloferax gibbonsii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

334400 Archaea_16S 53194 53154 41 81 gi| 254971282 |ref|NR_028200.1| Halococcus 
qingdaonensis CM5 16S ribosomal RNA, partial sequence 51837 53312 Halococcus gqingdaonensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

334400 Archaea_16S 113194 113154 41 81 gi|254971294|ref|NR_028212.1| Haloferax mediterranei 
ATCC 33500 16S ribosomal RNA, partial sequence 111838 113309 Haloferax mediterranei ATCC 33500 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

334400 Archaea_16S 116211 116171 41 81 gi|254971291|ref|NR_028209.1| Haloferax larsenii 
ZJ206 16S ribosomal RNA, partial sequence 114855 116327 Haloferax larsenii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

334400 Archaea_16S 122241 122201 41 81 gi|254971286|ref|NR_028204.1| Haloferax 
sulfurifontis M6 16S ribosomal RNA, partial sequence 120909 122317 Haloferax sulfurifontis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

334400 Archaea_16S 146068 146028 41 81 gi|254971268|ref|NR_028186.1| Halococcus dombrowskii 
H4 16S ribosomal RNA, partial sequence 144714 146185 Halococcus dombrowskii Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

334400 Archaea_16S 170083 170043 41 81 gi|254971252|ref|NR_028170.1| Halogeometricum 
borinquense DSM 11551 16S ribosomal RNA, partial sequence 168746 170196 Halogeometricum borinquense 
DSM 11551 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halogeometricum. 
334400 Archaea_16S 174563 174507 48 104 gi|254971249|ref|NR_028167.1| Natrinema gari HIS40-3 
16S ribosomal RNA, partial sequence 173215 174619 Natrinema gari Archaea; Euryarchaeota; Halobacteria; 
Halobacteriales; Halobacteriaceae; Natrinema. 

334400 Archaea_16S 177472 177432 41 81 gi|254971247|ref|NR_028165.1| Haloferax prahovense 
TL6 16S ribosomal RNA, partial sequence 176132 177566 Haloferax prahovense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

334400 Archaea_16S 186465 186425 41 81 gi|254971240|ref|NR_028158.1| Haloferax lucentense 
Aa 2.2 16S ribosomal RNA, partial sequence 185109 186581 Haloferax lucentense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

334400 Archaea_16S 192339 192299 41 81 gi|254971235|ref|NR_028153.1| Halobiforma 
nitratireducens C231 16S ribosomal RNA, partial sequence 191003 192437 Halobiforma nitratireducens 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

334400 Archaea_16S 195324 195284 41 81 gi|254971233|ref|NR_028151.1| Haloferax alexandrinus 
TM 16S ribosomal RNA, partial sequence 193968 195439 Haloferax alexandrinus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

334400 Archaea_16S 208664 208624 42 82 gi|219857171|ref|NR_024799.1| Caldisphaera 
lagunensis strain IC-154 16S ribosomal RNA, partial sequence 207306 208771 Caldisphaera 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldisphaerales; Caldisphaeraceae; Caldisphaera. 

334400 Archaea_16S 211712 211672 42 82 gi|219846343|ref|NR_025933.1| Pyrodictium occultum 
strain PL-19 16S ribosomal RNA, complete sequence 210342 211838 Pyrodictium occultum Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Pyrodictiaceae; Pyrodictium. 

335620 Bacteria_16S 1432926 1432843 13 93 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

335620 Bacteria_16S 796457 796374 13 93 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

335620 Bacteria_16S 1754842 1754769 23 93 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 


agarivorans Bacte 


Pseudoalteromonas. 
335620 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


335620 Bacteria_16S 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; 
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lecithinolyticum 


ria; Proteobacteria; 
111886 111806 23 


rochaetales; 
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335620 Bacteria_16S 
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Spirochaetales; Spirochaetaceae; Trepone 
100 gi| 219846382 |ref|NR_025973.1 
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Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Treponema 

5 Treponema 

ma. 
Desulfuromonas 


palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
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Pseudoalteromonas 
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3422269 3422196 23 93 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
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265678735 
sequence 
nterococca 

265678492 
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265678968 


equence 


265678687 


265678473 


ibrionales 
265678420 


219857551 


219846759 


219846630 


219846628 


19601 
19783 
terales; 


1 sequen 
rnobacte 


equence 
rnobacte 


30695 


Alteromo 


81499 
P. 
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ce 546976 548458 
teromonadales; P 
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Pseudoalteromonas 
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Desulfovibrio 
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aceae; Desulfovibrio. 
Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 
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3 Desulfovibrio 
lfovibrionaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonad 


335620 Bacteria_16S 


strain DSM 7345 1 
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aceae; Pseudoalteromonas. 


3490050 3489965 18 100 gi 


eltaproteobacteria; Desulfuromonadales 


335620 Bacteria_16S 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 


4053328 4053255 23 93 gi 


v 


219846583 
6S ribosomal RNA, partial sequence 3488653 34901 


Desulfur 


ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 


219846185 
4051928 4053458 Pseudoalteromonas aliena 


Desulfuromusa bakii 
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Pseudoalteromonas 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 
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strain SEBR 2582 


Proteobacteria; D 


335620 Bacteria_16S 


translucida strai 
translucida Bacte 
Pseudoalteromonas 


335620 Bacteria_16S 


paragorgicola str 


paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

335620 Bacteria_16S 17898 17818 23 100 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

335620 Bacteria_16S 153009 152929 23 100 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 793475 793395 23 100 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

335620 Bacteria_16S 884587 884495 13 102 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

335620 Bacteria_16S 1127303 1127211 13 102 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

335620 Bacteria_16S 1316063 1315975 17 102 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 1348324 1348232 13 102 gi|228720860|ref|NR_027598.1| Syntrophobacter 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Syntrophobacteraceae; Syntrophobacter. 

335620 Bacteria_16S 2285925 2285837 17 102 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 


ria; 


4066974 4066885 14 
16S ribosomal RNA, partial sequence 4065569 40669 
eltaproteobacteria; Desulfovibrionales 
4214594 4214521 23 
n KMM 520 16S ribosomal RNA, partial s 


Proteobacteria; Gammaproteobacter 


4216149 4216076 23 
ain KMM 3548 16S ribosomal RNA, partia 
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93 


93 


gi 


gi 


gi 


219846175 


219846065 
equence 


219846064 


Desulfov 


ia; Alteromona 


1 sequence 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 


ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025655.1| Pseudoalteromonas 

4213214 4214713 Pseudoalteromonas 
dales; Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


ref |NR_025654.1 
4214764 421626 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 2551788 2551700 17 102 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 2782066 2781986 23 100 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 


Proteobacteria; 


strain DSM11031 1 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


335620 Bacteria_16S 
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Firmicutes; Bacil 


G 
335620 Bacteria_16S 


ammaproteobacteria; Thiotrichales; Thi 
2871888 2871800 17 102 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2876630 2876542 17 102 

6S ribosomal RNA, partial sequence 
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S ribosomal RNA, partial sequence 
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gi 


gi 
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ref|NR_024696.1| Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


335620 Bacteria_16S 2922466 2922386 23 100 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

335620 Bacteria_16S 3315960 3315880 23 100 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

335620 Bacteria_16S 3317485 3317405 23 100 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

335620 Bacteria_16S 3319004 3318924 23 100 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

335620 Bacteria_16S 3375375 3375295 23 100 gi|219846667|ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

335620 Bacteria_16S 3693795 3693715 23 100 gi| 219846442 |ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 
335620 Bacteria_16S 98236 98137 4 100 gi| 265678998 |ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 


thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
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263004 262917 18 102 gi| 265678885 |ref 
ain P 1 16S ribosomal RNA, complete sequence 
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Lactobacillus jensenii 
acillus jensenii 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus 
3 Lactobacillus 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Desulfovibrio 
7 Desulfovibrio 
les; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Thermaerobacter 
5 Thermaerobacter 


XVII. Incertae Sedis; 


Lactobacillus 
2 Lactobacillus 


Enterococcus asini 


asini Bacteria; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 


NR_029022.1 


Bacillus indicus 


335620 Bacteria_16S 562171 562089 23 102 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

335620 Bacteria_16S 727235 727181 8 60 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

335620 Bacteria_16S 833311 833221 13 100 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

335620 Bacteria_16S 898280 898194 17 100 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

335620 Bacteria_16S 963302 963216 17 100 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

335620 Bacteria_16S 1081875 1081789 17 100 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
strain NAF0O01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 1588688 1588602 17 100 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 


strain LMG 21727 
Firmicutes; 


335620 Bacteria_16S 


Bacillales; 


Desulfomicrobium. 


Lacto 


Bacillaceae; 
335620 Bacteria_16S 


16S ribosomal RNA, partial sequence 1587284 15887 


92 Enterococcus italicus Bacteria; 


bacillales; Enterococcaceae; Enterococcus. 

1637409 1637323 17 100 gi|219878452|ref|NR_025591.1| Bacillus soli strain 

R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillus. 

1894989 1894899 13 100 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 

1934212 1934122 13 100 gi|219878239|ref|NR_025378.1| Desulfomicrobium orale 


335620 Bacteria_16S 


strain DSM 12838 
Proteobacteria; 


strain 581 


Firmicutes; Bacil 


335620 Bacteria_16S 
macestii strain M 
Proteob 
335620 Bacteria_16S 


Bacteria; 


strain TF-12 16S 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


335620 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


Desulfovibrio. 


335620 Bacteria_16S 


thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 


335620 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


335620 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


335620 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


335620 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


335620 Bacteria_16S 


IFO15715 16S ribo 


D 
335620 Bacteria_16S 
16S r 


eltaproteobacteria; Desulfovibrionales 
1975049 1974963 17 100 gi 
ibosomal RNA, partial sequence 
lales; Planococcaceae; 
1978185 1978095 13 


Marinibacillus. 
100 gi 


2124843 2124757 17 100 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2126399 2126313 17 100 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2164047 2163957 14 101 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


gi 


gi 


2236904 2236814 13 100 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


2590206 2590120 17 100 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2593359 2593273 17 100 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 


-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 


16S ribosomal RNA, partial sequence 1932811 19342 


v 


219878212 


1973642 19751 


219878210 
19767 
ibrionales 
219857652 


2123444 21249 


219857651 


2125001 21265 


219857626 
equence 
teria; Des 
219857575 
quence 
eria; Desu 
219857275 
25888 
cus. 

219857273 
25919 


cus 


Desulfomicro 


85 Desulfomicrobium orale Bacteria; 
biaceae; Desulfomicrobium. 
ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref |NR_025349.1 
73 1978275 Desulf 


Desulfomicrobium 
omicrobium macestii 

; Desulfomicrobiaceae; Desulfomicrobium. 
ref|NR_025241.1| Bacillus aquimaris 

50 Bacillus aquimaris Bacteria; 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_025215.1 
162629 216416 


ulfovibrionales; 


is) 


ref|NR_025163.1 
2235498 223697 
lfovibrionales; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


ref|NR_024906.1 
00 2590328 Entero 


Enterococcus mundtii 
coccus mundtii Bacteria; 


ref|NR_024904.1 
38 2593451 Entero 


Enterococcus dispar 
coccus dispar Bacteria; 


2681651 2681565 17 100 gi 


train IDR2-2 16S ribosomal RNA, partial 


219857202 


sequence 


acteria; 


Firmicutes; 


Lactobacillales; 


2870308 2870222 17 100 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2879778 2879692 17 100 gi 


Carnobacte 
219856878 

ar 
cillaceae; 
219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 


ref |NR_024830.1 
2680270 268176 
riaceae; Alkalib 


Alkalibacterium 
1 Alkalibacterium 
acterium. 


tial seq 


Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus flexus strain 
ria; Firmicutes; 


ref |NR_024697.1 
uence 286889 
Bacillus; Bacil 
ref|NR_024691.1 
lus flexus Bacte 


Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 3025434 3025348 17 100 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

335620 Bacteria_16S 3043722 3043632 14 101 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 


strain lacT 16S r 


ibosomal RNA, partial sequence 


3042319 3043795 Desulfovibrio zosterae Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


335620 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


335620 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


335620 Bacteria_16S 
train Z-7935 16S ribosomal RNA, partia 


hydrogenovorans s 


S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3244842 3244752 13 


Incertae 
100 gi 


314 


1609 31431 
Sedis; 
219846758 
1 sequence 


ref 


3141454 3141368 17 100 gi|219846828|ref|NR_026420.1 
mal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacte 
lales Family XI. Incertae Sedis; Gemella. 

3143013 3142927 17 100 gi| 219846827 |ref|NR_026419.1 


NR_026350.1 


3243444 324494 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Desulfonatronovibrio 
6 Desulfonatronovibrio 


hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 

335620 Bacteria_16S 3699780 3699690 13 100 gi|219846437|ref|NR_026028.1| Desulfomicrobium 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
335620 Bacteria_16S 3812181 3812095 17 100 gi| 219846355 |ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

335620 Bacteria_16S 3872857 3872771 17 100 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

335620 Bacteria_16S 3874444 3874358 17 100 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

335620 Bacteria_16S 4065450 4065360 14 101 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 


strain SRL4225 16 
Proteobacteria; D 


campisalis strain 


S ribosomal RNA, partial sequence 


4131985 4131899 17 100 gi 


4064043 40655 
eltaproteobacteria; Desulfovibrionales 
335620 Bacteria_16S 
SF-57 16S ribosomal RNA, partial sequ 


; Desulfov 
219846126 
ence 41305 


18 Desulfovibrio 
ibri 


ref 


88 4132093 Marin 


onaceae; Des 
NR_025716.1 


i 


bastinii Bacteria; 
ulfovibrio. 
Marinibacillus 
bacillus campisalis 


Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

335620 Bacteria_16S 19451 19370 25 102 gi| 265679051 |ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

335620 Bacteria_16S 28584 28503 25 102 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

335620 Bacteria_16S 49752 49703 13 60 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
335620 Bacteria_16S 72559 72510 = 13 60 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680  #Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

335620 Bacteria_16S 74123, 74074 = 13 60 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

335620 Bacteria_16S 96677 96588 14 100 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

335620 Bacteria_16S 264583 264502 25 102 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
335620 Bacteria_16S 266062 266013 13 60 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
335620 Bacteria_16S 269062 269013 13 60 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

335620 Bacteria_16S 293423 293350 23 93 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


335620 Bacteria_16S 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


asteurellaceae; Aggregatibacter. 
343760 343711 13 60 gi 
YU 636-3 16S ribosomal RNA, partial se 


335620 Bacteria_16S 


369018 368969 13 60 gi 


a; Actinobacteria; Actinobacteridae; Actinomycet 


castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 


castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


, 


Proteobacteria; Gammaproteobacteria; 


265678829 |ref|NR_029134.1| Cryptosporangium 

quence 342395 343854 Cryptosporangium 
ales; Frankineae; Cryptosporangiaceae; 

265678809|ref|NR_029114.1| Streptomyces 


367645 369119 Streptomyces 


Strept 


omycineae; 


335620 Bacteria_16S 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
335620 Bacteria_16S 
strain RV-12x 16S 
Firmicutes; 
335620 Bacteria_16S 
hebeiensis strain 


Streptomycetaceae; 
335620 Bacteria_16S 


374993 374944 13 


388817 388768 13 


404174 404125 13 


405707 405658 13 


60 


60 


ribosomal RNA, partial sequence 


Clostridia; Clostridiales; Veillonellaceae; 


60 


60 


strain A288 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
335620 Bacteria_16S 
ferralitis strain 


Streptomycetaceae; 
335620 Bacteria_16S 
F89 16S ribosomal 
Flavobacteria; 
335620 Bacteria_16S 


putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacterida 
Kitasatospora. 


Streptomycetaceae; 
335620 Bacteria_16S 
atlanticus strain 
atlanticus Bacteria; 
335620 Bacteria_16S 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, parti 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Actinosynnemataceae; 
335620 Bacteria_16S 
antarctica strain 


Pseudonocardiaceae; 
335620 Bacteria_16S 


benzenivorans strain B5 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 
335620 Bacteria_16S 
strain TMAO3 16S 
Firmicutes; 
335620 Bacteria_16S 


flavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
335620 Bacteria_16S 
strain B22P3 16S 


410331 410282 13 


425867 425786 25 


RNA, partial sequence 
Flavobacteriales; 


436734 436685 13 


444399 444318 25 
Bacteroidetes; 


450547 450498 13 


Saccharothrix. 


507288 507239 13 


523993 523944 13 


549920 549871 13 


554502 554453 13 


599638 599589 13 


60 


102 


Flavobacteriaceae; 


60 


gi| 265678805 |ref|NR_029110.1| Kitasatospora 
sequence 373661 375050 Kitasatospora 
Actinomycetales; Streptomycineae; 

gi|265678796|ref|NR_029101.1| Veillonella ratti 


387448 38884 
Veillonella. 


YIM 001 16S ribosomal RNA, partial sequence 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


SFOp68 16S ribosomal RNA, partial sequence 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3 Veillonella ratti Bacteria; 


gi| 265678786 |ref|NR_029091.1| Streptomyces 
402781 404300 Streptomyces 
Actinomycetales; Streptomycineae; 
gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
404351 405830 Actinomadura meyerae Bacteria; 
Streptosporangineae; Thermomonosporaceae; 
gi| 265678782 |ref|NR_029087.1| Streptomyces 
408966 410455 Streptomyces 
Actinomycetales; Streptomycineae; 
gi|265678771|ref|NR_029076.1| Formosa algae strain 
424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Formosa. 
gi|265678764|ref|NR_029069.1| Kitasatospora 
sequence 435340 436871 Kitasatospora 


102 


60 


60 


60 


60 


ribosomal RNA, partial sequence 


Clostridia; Clostridiales; Veillonellaceae; 


60 


60 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


335620 Bacteria_16S 


cangkringensis strain D13P3 16S ribosomal RNA, partial 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
335620 Bacteria_16S 
mesophilus strain 
Bacteria; 
335620 Bacteria_16S 
H 1 16S ribosomal 
Clostridia; 
335620 Bacteria_16S 


melanosporofaciens strain NRRL B-12234 16S ribosomal RN. 
melanosporofaciens Bacteria; Actinobacteria; Actinobact 
Streptomyces. 


Streptomycetaceae; 
335620 Bacteria_16S 


601168 601119 13 


602730 602649 25 


Flavobacteria; 
644045 643996 13 


RNA, partial sequence 
Clostridiales; Veillonellaceae; 


657491 657442 13 


745356 745275 25 


60 


2SM29 16S ribosomal RNA, partial sequ 
Bacteroidetes; 


Actinomycetales; Strep 

102 gi| 265678651 |ref|NR_028956.1 

ence 601344 602854 Gelidi 

Flavobacteriales; Flavobacteriaceae; Geli 

60 gi|265678622|ref|NR_028927.1 

642624 644123 Sporomusa ovata Bacte 
Sporomusa. 

60 gi|265678612|ref|NR_028917.1 

A, partial sequence 656132 

eridae; Actinomycetales; S 

102 gi|265678550|ref|NR_028854.1 


strain LAl 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
335620 Bacteria_16S 


montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 


Flavobacteria; 


767349 767300 13 


Flavobacteriales; 


60 


Flav 


Flavoba 


gi|265678759 


HTCC2559 16S ribosomal RNA, partial sequence 
Flavobacteria; 


gi| 265678755 


gi| 265678714 


DVS 5al 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


gi| 265678703 


gi| 265678686 


548509 55004 
Sporomusa. 


gi| 265678683 


gi| 265678653 


598291 59976 
Stre 


265678652 
sequence 


gi 


744001 74541 
cteriaceae; 


265678535 


gi 


al sequenc 
e; Actinomycetales; 


ence 52260 
Pseudono 


al sequenc 


e; Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Ps 
ref 


443005 444493 
obacteriales; 


e 449186 450615 


505922 507359 
Actinomycetales; 


2 524095 Pseudo 


e 553128 554608 
Actinomyceta 


1 Streptomyces 
ptomycineae; S 


599812 601293 


8 Psychroflexus 


NR_029064.1 


Flavobacteri 
NR_029060.1 


NR_029019.1 
Pseudonoc 
NR_029008.1 
P 


cardineae; 


NR_028991.1 


NR_028988.1 
les; Strepto: 
NR_028958.1 


treptomyceta 
NR_028957.1 


ychroflexus. 


Streptomycineae; 


Croceibacter 
Croceibacter 
aceae; Croceibacter. 
Saccharothrix 
Saccharothrix 


Pseudonocardineae; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Pseudonocardia 
nocardia benzenivorans 


seudonocardiaceae; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Streptomyces 
Streptomyces 
mycineae; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Gelidibacter 

bacter mesophilus 
dibacter. 

Sporomusa ovata strain 
ria; Firmicutes; 


Streptomyces 
657614 Streptomyces 


treptomycineae; 


Psychroflexus tropicus 
tropicus Bacteria; 


Veillonella 


NR_028839.1 
765978 


767386 Veillonella 


montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 


335620 Bacteria_16S 
strain Uedal07 16 
Proteobacteria; 
335620 Bacteria_16S 
strain YIM90005 1 


771876 771803 23 


774992 774943 13 


335620 Bacteria_16S 787325 787276 13 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
beijiangensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 805739 805690 13 
strain AIP313.00 


Firmicutes; Clostridia; 


93 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


60 


60 


60 


gi 


770475 77198 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 804384 80579 
Clostridiales; Veillonellaceae; 


265678532 


265678530 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


265678521 


265678509 


seudomonadaceae; 


donocardineae; 


e; Actinomycetales; 


Anaeroglobus. 


ref |NR_028836.1| Cellvibrio japonicus 
3 Cellvibrio japonicus Bacteria; 
Cellvibrio. 
ref|NR_028834.1| Prauserella alba 
2 Prauserella alba Bacteria; 
Pseudonocardiaceae; Prauserella. 
ref|NR_028825.1| Streptomyces 

785920 787418 Streptomyces 
Streptomycineae; 


Anaeroglobus geminatus 
geminatus Bacteria; 


ref|NR_028812.1 
1 Anaeroglobus 


335620 Bacteria_16S 839297 839248 13 60 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
335620 Bacteria_16S 851269 851220 13 60 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

335620 Bacteria_16S 875561 875512 13 60 gi|265678462|ref|NR_028765.1| Streptosporangium 


subroseum strain 


CY-7113 16S ribosomal RNA, partial seq 


uence 


subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Streptosporangium. 


335620 Bacteria_16S 
scopiformis strai 
Bacteria; Actinob 


Streptomyces. 


335620 Bacteria_16S 
strain AS4.0578 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
335620 Bacteria_1 


strain NRRL B-161 


Bacteria; Actinob 


Lentzea. 


335620 Bacteria_1 


koreensis strain 


Bacteria; Actinob 


Catellatospora. 


335620 Bacteria_1 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnemataceae; 
335620 Bacteria_16S 


pretiosum subsp. 


877010 876961 13 60 gi 


878507 878458 13 60 gi 
6S ribosomal RNA, partial sequence 87 
6S 881514 881465 13 


60 gi 


6S 883016 882967 13 
LM042 16S 


60 gi 


6S 913717 913668 13 60 gi 


Lechevalieria. 


915275 915226 13 60 gi 


n A25 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteridae; 


pretiosum strain C-15003 16S ribosomal 


265678461 
87568 


265678458 
88012 


265678456 
88163 


874217 875635 Streptosporangium 


Streptosporangineae; 


ref 


ref 


ref 


6 877087 Strep 


9 881579 Lentz 
Pseudonocardineae; 


0 883139 Catel 
Micromonosporineae; 


NR_028764.1 


NR_028760.1 


NR_028758.1 
1 


Actinosynnemataceae; 


Streptomyces 


tomyces scopiformis 


Streptomycineae; Streptomycetaceae; 
265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
7138 878563 Lentzea flaviverrucosa Bacteria; 


Lentzea. 
Lentzea californiensis 


ea californiensis 
Actinosynnemataceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


strain BT-H1 16S 
Firmicutes; 


Clostridia; 
335620 Bacteria_16S 
auratinigra strai 


940034 939985 13 
ribosomal RNA, 


60 

complete sequence 
Clostridiales; 

1032018 1031969 13 


gi 


60 gi 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


335620 Bacteria_16S 


strain LK2-10 16S 


Micromonospora. 


335620 Bacteria_16S 


strain JCM 4837 1 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 
1091049 1091000 13 60 gi| 265678316 


335620 Bacteria_16S 


roseoviolacea str 
roseoviolacea Bac 


1048938 1048889 13 60 
ribosomal RNA, partial sequence 


gi 


1086383 1086334 13 60 gi 


Nonomuraea. 


1098508 1098459 13 60 gi 


scabrisporus strain KM-4927 16S ribosomal RNA, partial 


scabrisporus Bact 


Streptomyces. 
1100017 1099968 13 


60 gi 


Pseudonocardineae; Actinosynnemataceae; 
335620 Bacteria_16S 


Heliobacteriaceae; 


n TT1-11 16S ribosomal RNA, partial sequence 


1047573 10490 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


ain A-5 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 
335620 Bacteria_16S 


eria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; 
335620 Bacteria_16S 


265678319 


265678311 
sequence 


265678310 


neae 
ref 


e; S 
ref 


ref 
ceta 


ref 


macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 


macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


eae; Acrocarpospora. 


; Micromonos 


NR_028621.1 


treptomyceta 
NR_028618.1 


1089685 109113 
Actinomycet 


ales; Strept 


NR_028613.1 


1097121 109859 


les; Strepto: 


NR_028612.1 


265678436|ref|NR_028738.1| Lechevalieria 
artial sequence 912332 913840 Lechevalieria 
Actinomycetales; Pseudonocardineae; 
265678435|ref|NR_028737.1| Actinosynnema 
RNA, partial sequence 913891 915394 
Actinosynnema. 
265678419|ref|NR_028721.1| Heliorestis daurensis 
938639 940155 Heliorestis daurensis Bacteria; 
Heliorestis. 
265678357|ref|NR_028659.1| Micromonospora 
1030633 1032114 Micromonospora 
Actinomycetales; Micromonosporineae; 
265678346 |ref|NR_028648.1| Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Streptomyces tauricus 


81 Streptomyces tauricus Bacteria; 


ceae; Streptomyces. 
Nonomuraea 

7 Nonomuraea 
osporangineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Acrocarpospora 


1098650 1100098 Acrocarpospora 


Strepto 


sporangineae; 


335620 Bacteria_16S 


strain NRRL 15532 


Bacteria; Actinob 


Nonomuraea. 


335620 Bacteria_16S 


strain DF-32 16S 


Actinobacteria; Actinoba 


Microbispora. 


335620 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


335620 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


335620 Bacteria_16S 


multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nakamurella. 


335620 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; 


metallireducens s 
metallireducens B 


335620 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


335620 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


335620 Bacteria_16S 


magneticus strain 


G 
335620 Bacteria_16S 


1107588 1107539 13 
16S ribosomal 


acteria; 


60 gi 
RNA, partial sequence 
Actinobacteridae; Actinomycet 


1109134 1109085 13 60 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 


gi 
Stre 
1125877 1125796 25 


6S ribo 
avobact 


102 gi 
eria; Flavobacteriales; Cryomor 
1160566 1160517 13 60 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1162102 1162053 13 60 gi 
44233 16S ribosomal RNA, partial seque 


1228609 1228536 23 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1245326 1245277 13 60 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1308439 1308390 13 60 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1342099 1342050 13 60 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1369397 1369348 13 60 gi 
RS-1 16S ribosomal RNA, complete sequ 


gi 


1107766 11092 
ptosporang 


somal RNA, partial sequence 1124514 11259 
c 


1227244 12287 
seudomonad 


265678304 
11062 
ales; 


265678303 


224581403 
phaceae; 
228721485 

11591 
Peptococ 
228721225 
nce 11607 
omycetales 


219878281 


219857537 


ridiales; 
228721493 
16S ribos 
moviolaceu 
eptomyceta 
228721140 
nce 13406 
Peptococca 
228718692 
ence 13679 


Stre 


1 sequence 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


v 


ref|NR_028605.1 
07 Microbispora 
ineae; Streptos 


Microbispora corallina 
corallina Bacteria; 
porangiaceae; 


ref|NR_027184.1| Cryomorpha ignava 
35 Cryomorpha ignava Bacteria; 

ryomorpha. 

ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027604.1 
39 1162206 Nakamu 
Frankineae; Na 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Nakamurella 
rella multipartita DSM 
kamurellaceae; 


, 


ref|NR_025420.1| Cellvibrio fibrivorans 

19 Cellvibrio fibrivorans Bacteria; 

aceae; Cellvibrio. 

ref|NR_025125.1| Desulfitobacterium 
1243915 1245428 Desulfitobacterium 

Peptococcaceae; Desulfitobacterium. 

ref|NR_027616.1| Streptomyces 

omal RNA, partial sequence 

s Bacteria; Actinobacteria; 

ceae; Streptomyces. 

ref|NR_027603.1| Desulfitobacterium 

74 1342203 Desulfitobacterium hafniense 

ceae; Desulfitobacterium. 

ref|NR_027575.1| Desulfovibrio 

77 1369516 Desulfovibrio magneticus RS-1 


1307063 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
335620 Bacteria_16S 1426688 1426639 13 60 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 1428253 1428204 13 60 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 1440616 1440567 13 60 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
335620 Bacteria_16S 1452742 1452693 13 60 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
335620 Bacteria_16S 1475290 1475241 13 60 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 1489122 1489073 13 60 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 1495124 1495075 13 60 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
335620 Bacteria_16S 1528191 1528142 13 60 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
335620 Bacteria_16S 1529703 1529654 13 60 gi|219857434|ref|NR_025022.1| Actinomadura spadix 


strain JCM3146 16 
Actinobacteria; A 
Actinoallomurus. 


S ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Stre 


335620 Bacteria_16S 


1528339 15297 
pt 


osporang 


1531215 1531166 13 60 


gi 


96 Actinoallomurus spadix Bacteria; 
ineae; Thermomonosporaceae; 


219857433 


oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 


oligospora Bacter 
Thermomonosporace 


ia; 


ae; Actinomadura. 


Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_025021.1| Actinomadura 
1529847 1531308 Actinomadura 
Streptosporangineae; 


335620 Bacteria_16S 1532744 1532695 13 60 gi| 219857427 |ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

335620 Bacteria_16S 1535739 1535690 13 60 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

335620 Bacteria_16S 1540372 1540323 13 60 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
335620 Bacteria_16S 1543481 1543432 13 60 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

335620 Bacteria_16S 1556931 1556882 13 60 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

335620 Bacteria_16S 1558425 1558376 13 60 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

335620 Bacteria_16S 1559919 1559870 13 60 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

335620 Bacteria_16S 1574897 1574848 13 60 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 


strain MK27-91F2 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
335620 Bacteria_16S 1576423 1576374 13 60 gi 
strain JCM 9114 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
335620 Bacteria_16S 1590216 1590167 13 60 gi 
strain DSM 40258 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
335620 Bacteria_16S 1591764 1591715 13 60 gi 
tubercidicus strain DSM 40261 16S ribosomal RNA, partia 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 

335620 Bacteria_16S 1593312 1593263 13 60 gi 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Ac 
Streptomycineae; Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 1594858 1594809 13 60 gi 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, pa 
chrestomyceticus Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 

335620 Bacteria_16S 1596405 1596356 13 60 gi 
sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 

335620 Bacteria_16S 1597953 1597904 13 
strain DSM 43049 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
335620 Bacteria_16S 1599501 1599452 13 60 gi 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; Streptomyces. 

335620 Bacteria_16S 1601049 1601000 13 
strain DSM 40597 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
335620 Bacteria_16S 1602597 1602548 13 60 gi 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


do 


do 


pt 


1 
; 


rt 
id 


2 
1 
7 
60 gi 
pt 


p 
te 


60 gi 
pt 


RN. 


16S ribosomal RNA, partial sequence 1573526 15750 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 


219878484 


219878483 


219878482 


19878481 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 


219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 


219878477 


nocardin Actinosynne 


NR_024686.1 


eae; 
ref 
nocardin Actinosynne 
NR_025624.1 


eae; 
ref 


omycineae; Streptomyceta 
ref|NR_025623.1 
1590391 159188 


cetales; Strepto 


sequence 
Actinomy 


ref 
sequ 
erid 


NR_025622.1 
ence 159193 
ae; Actinomy 


partial 
tinobact 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


ial sequ 
ae; Acti 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto 


sequence 
Actinomy 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
artial sequence 159812 
ridae; Actinomycetales; 


omycinea 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


omycinea 


A, parti 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Streptomyces catenulae 


40 Streptomyces catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 1663344 1663295 13 60 gi 
philippinense strain A 80407 16S ribosomal RNA, partial 
philippinense Bacteria; Actinobacteria; Actinobacterida 
Pseudonocardiaceae; Kibdelosporangium. 

335620 Bacteria_16S 1664884 1664835 13 60 gi 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA 


s 
e; 


219878433 


219878432 


ref|NR_025572.1 
equence 1661967 166345 
Actinomycetales; Pseudo 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


ref|NR_025571.1 
, partial sequence 


Kibdelosporangium 
1663507 1664980 


Kibdelosporangium aridum subsp. 


largum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 


335620 Bacteria_16S 
albatum strain R 
Bacteria; Actinob 
Kibdelosporangium. 
335620 Bacteria_16S 
auripigmenti stra 
auripigmenti Bacteria; 
335620 Bacteria_16S 
namibiensis strai 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinomadura. 
335620 Bacteria_16S 1748769 1748720 13 
strain DSM 1672 1 
Firmicutes; Clostridia; 
335620 Bacteria_16S 
strain ISP 5293 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
335620 Bacteria_16S 1774378 1774329 13 60 


1666408 1666359 13 60 gi 


1693809 1693760 13 60 gi 
Firmicutes; Clostridia; 


1747240 1747191 13 60 gi 


60 gi 


Clostridiales; Veillonellaceae; 
1772880 1772831 13 60 gi 


gi 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, parti 
roseoviolaceus Bacteria; Actinobacteria; Actinobacterid 


Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 1775876 1775827 13 60 gi 
longisporus strain ISP 5166 16S ribosomal RNA, partial 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

335620 Bacteria_16S 1789409 1789360 13 
saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 
335620 Bacteria_16S 
aridum strain DSM 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Kibdelosporangium. 
335620 Bacteria_16S 1853559 1853510 13 60 gi 
cellulosilytica strain TB100 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteri 
Nocardiopsaceae; Thermobifida. 

335620 Bacteria_16S 1867321 1867272 13 60 gi 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 1884181 1884132 13 60 gi 
strain DSM 5090 1 
Firmicutes; Clostridia; 
335620 Bacteria_16S 
strain DSM 3132 1 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
335620 Bacteria_16S 1906740 1906659 25 102 gi 
aerophilus strain I/26Corl 16S ribosomal RNA, partial s 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sp 
335620 Bacteria_16S 1925001 1924952 13 60 gi 
kongjuensis strain LM 157 16S ribosomal RNA, partial se 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Pseudonocardia. 

335620 Bacteria_16S 1981283 1981234 13 60 gi 
haemolyticum strain CIP 103370 16S ribosomal RNA, parti 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actino 
Actinomycetaceae; Arcanobacterium. 
335620 Bacteria_16S 2051721 2051672 13 
strain DSM 5192 1 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
335620 Bacteria_16S 2054828 2054779 13 60 gi 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, parti 
stelliscabiei Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Streptomyces. 

335620 Bacteria_16S 2057807 2057758 13 60 gi 
somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

335620 Bacteria_16S 2059346 2059297 13 


60 gi 


ria; Actinobacteria; Actinobacteridae; 


1817022 1816973 13 60 gi 


Clostridiales; Veillonellaceae; 
1885761 1885712 13 60 gi 


60 gi 


60 gi 
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335620 Bacteria_16S 2528065 2528016 13 60 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
335620 Bacteria_16S 2548796 2548747 13 60 gi|219857345|ref|NR_024933.1| Desulfosporosinus 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
335620 Bacteria_16S 2553240 2553191 13 60 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 
335620 Bacteria_16S 2554801 2554752 13 60 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 
335620 Bacteria_16S 2574838 2574749 14 100 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
335620 Bacteria_16S 2607141 2607092 13 60 gi|219857264|ref|NR_024895.1| Desulfovibrio 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 2605722 2607261 Desulfovibrio burkinensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
335620 Bacteria_16S 2611769 2611720 13 60 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


335620 Bacteria_16S 2614889 2614840 13 60 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 
strain CVL 16S ribosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

335620 Bacteria_16S 2657559 2657510 13 60 gi|219857219|ref|NR_024847.1| Nocardioides 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 
335620 Bacteria_16S 2671003 2670954 13 60 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 
335620 Bacteria_16S 2692062 2691981 25 102 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Salegentibacter. 
335620 Bacteria_16S 2693532 2693483 13 60 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 
335620 Bacteria_16S 2725123 2725074 13 60 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
335620 Bacteria_16S 2751875 2751826 13 60 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 
335620 Bacteria_16S 2753371 2753322 13 60 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
335620 Bacteria_16S 2754867 2754818 13 60 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
335620 Bacteria_16S 2772981 2772932 13 60 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 2774516 2774467 13 60 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 2776054 2776005 13 60 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 2777593 2777544 13 60 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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spora. 
NR_024727.1 
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ref|NR_024714.1 

2842551 284406 
ales; Streptomyc 


28319 
omycinea 


ence 
inomycet 


v 
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2890502 289195 
etales; Micromon 


quence 
ctinomyc 
ref|NR_024649.1 


nocardineae; Actinosynne 
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219856829 
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2940579 294204 


Micromo 
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Actinoplanes lobatus 


lobatus Bacteria; 
s 


poraceae; Actinoplanes. 
Actinoplanes italicus 
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poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 
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7 Planomonospora 


osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 
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ce 2821321 2822766 


antibiotica Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
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39 Catenuloplanes crispus Bacteria; 


poraceae; 


Streptomyces 
7 Streptomyces 


mycineae; 
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omyces albulus Bacteria; 
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Kitasatospora 
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ineae; 
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8 Actinoplanes 
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28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Virgisporangium 
7 Virgisporangium 


aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Virgisporangium. 


335620 Bacteria_16S 
ochraceum strain 


2943459 2943410 13 


Micromonosporaceae; Virgisporangium. 


335620 Bacteria_16S 


brevicatena strain YU 720-21 16S ribosomal RNA, partial 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
335620 Bacteria_16S 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
335620 Bacteria_16S 


thermolineatus strain A1484 16S ribosomal RNA, partial 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

335620 Bacteria_16S 2981418 2981369 13 60 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

335620 Bacteria_16S 3011770 3011721 13 60 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

335620 Bacteria_16S 3013328 3013279 13 60 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 

335620 Bacteria_16S 3051282 3051233 13 60 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

335620 Bacteria_16S 3066445 3066364 25 102 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

335620 Bacteria_16S 3073861 3073788 23 93 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

335620 Bacteria_16S 3103951 3103902 13 60 gi|219846853|ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 

335620 Bacteria_16S 3105475 3105426 13 60 gi|219846852|ref|NR_026444.1| Streptomyces lydicus 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Streptomyces lydicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 3111396 3111347 13 60 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 
335620 Bacteria_16S 3155174 3155125 13 60 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

335620 Bacteria_16S 3203900 3203851 13 60 gi| 219846786 |ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

335620 Bacteria_16S 3250743 3250694 13 60 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 
strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 3250829 Nonomuraea salmonea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
335620 Bacteria_16S 3252243 3252194 13 60 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

335620 Bacteria_16S 3253741 3253692 13 60 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

335620 Bacteria_16S 3255238 3255189 13 60 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

335620 Bacteria_16S 3332725 3332676 13 60 gi|219846697|ref|NR_026289.1| Pilimelia anulata 
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NR_024647.1 
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NR_024646.1 
943614 29450 


NR_026530.1 
976976 29784 


NR_026529.1 


2978510 297999 


6 
Micromonosporineae; 


7 
Frankineae; 


5 
Streptomycineae; 


Virgisporangium 
3 Virgisporangium 


Sporichthya 
9 Sporichthya 
Sporichthyaceae; 


Streptomyces 


9 Streptomyces 


Streptomyces 
0 Streptomyces 


strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 


335620 Bacteria_16S 


strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
ref 


335620 Bacteria_16S 


brasiliensis strain DSM 43805 16S ribosomal RNA, partial 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; 


3334220 3334171 13 


3335714 3335665 13 


Micromonosporaceae; Actinoplanes. 


335620 Bacteria_16S 


DSM 803 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonospora. 
335620 Bacteria_16S 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
335620 Bacteria_16S 
claviforme strain 


3341755 3341706 13 


3367869 3367820 13 


Streptosporangium. 
3369367 3369318 13 


60 gi 


60 gi 


60 gi 
3340376 33 
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60 gi 


DSM 44127 16S ribosomal RNA, partial 


claviforme Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
335620 Bacteria_16S 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 
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Streptosporangiaceae; 
335620 Bacteria_16S 
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Streptosporangium. 
335620 Bacteria_16S 


Bacteria; Firmicutes; 
335620 Bacteria_16S 
subrutilus strain 


Streptosporangium. 
3370865 3370816 13 


Streptosporangium. 
3372362 3372313 13 


3445766 3445717 13 


Clostridia; 
3448830 3448781 13 


DSM 40445 16S ribosomal RNA, 


60 gi 


60 gi 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


60 gi 


60 gi 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
335620 Bacteria_16S 
strain NRRL 2418 


Streptomyces. 
335620 Bacteria_16S 
strain DSM 40089 


335620 Bacteria_16S 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
335620 Bacteria_16S 
mashuensis strain 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


3450397 3450348 13 


3485376 3485327 13 


3486943 3486894 13 


3491572 3491523 13 


60 gi 


complete sequence 


60 gi 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


60 gi 


60 gi 


DSM 40221 16S ribosomal RNA, partial 


mashuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
335620 Bacteria_16S 
strain DSM 44070 


Thermocrispum. 
335620 Bacteria_16S 


strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


335620 Bacteria_16S 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; 
335620 Bacteria_16S 


Streptomycetaceae; 
335620 Bacteria_16S 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
335620 Bacteria_16S 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
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NR_026069.1 
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Streptomycineae; 


Kitasatospora 
0 Kitasatospora 


Streptomycineae; 


Kitasatospora 
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Streptomycineae; 
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Micromonospora rosaria 
41852 Micromonospora rosaria Bacteria; 
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Actinomycetales; 
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Actinobacteria; Actinobacteridae; Actinomycetales; 
335620 Bacteria_16S 
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335620 Bacteria_16S 
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strain FD 25934 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

335620 Bacteria_16S 3731200 3731151 13 60 gi| 219846414 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinocorallia. 

335620 Bacteria_16S 3732656 3732607 13 60 gi| 219846413 


strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

335620 Bacteria_16S 3734118 3734069 13 60 gi|219846412 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomy: 
Thermomonosporaceae; Actinomadura. 

335620 Bacteria_16S 3735584 3735535 13 60 gi|219846411 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Streptosporangiaceae; Microbispora. 

335620 Bacteria_16S 3737042 3736993 13 60 gi|219846410 


strain IFO 14097 


strain IFO 14525 


strain IFO 14345 
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Bacteria; Actinob 
Microtetraspora. 
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335620 Bacteria_16S 


strain IFO 14094 
Actinobacteria; A 
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pt 


Strept 


219846476 
3643713 36451 
pt 
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rain P-15 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; Actino 
e; Actinoplanes. 

3725375 3725326 13 60 gi|219846418 
rain A-184 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; Actino 
ae; Actinomadura. 

3728288 3728239 13 60 gi|219846416 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
335620 Bacteria_16S 219846409 
16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 
335620 Bacteria_16S 219846408 
16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 


335620 Bacteria_16S 219846407 
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osporang 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref|NR_026038.1 
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Peptococcaceae; 
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64 Gelidibacter 
; Gelidibacter. 
ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Dehalobacter 
8 Dehalobacter 
obacter. 

Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Gelidibacter algens 
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Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


ref|NR_026018.1 
3713443 371485 
mycetales; Micro 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


ref|NR_026009.1 
3724040 372545 
mycetales; Strep 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura macra 
macra Bacteria; 
nosporaceae; 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomo 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


Actinocorallia 
2 Actinocorallia 
orangineae; 


ref |NR_026004.1 
31 Actinomadura 
ineae; Thermomo 


Actinomadura coerulea 
coerulea Bacteria; 
nosporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


ref|NR_026002.1 
3734241 373565 
ycetales; Strept 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


ref|NR_026001.1| Nonomuraea spiralis 

14 Nonomuraea spiralis Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_026000.1| Nonomuraea recticatena 
77 Nonomuraea recticatena Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025999.1| Nonomuraea polychroma 
40 Nonomuraea polychroma Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025998.1| Microtetraspora 

91 3741506 Microtetraspora niveoalba 
ptosporangineae; Streptosporangiaceae; 
ref|NR_025997.1| Microtetraspora fusca 
69 Microtetraspora fusca Bacteria; 
ineae; Streptosporangiaceae; 


ref |NR_025996.1| Nonomuraea ferruginea 
34 Nonomuraea ferruginea Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025995.1| Nonomuraea fastidiosa 
96 Nonomuraea fastidiosa Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 


3747283 3747234 13 60 gi 


219846403 


ref|NR_025994.1| Nonomuraea angiospora 


strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosporangiaceae; Nonomuraea. 


335620 Bacteria_16S 


salegens Bacteria; 


335620 Bacteria_16S 


Blastococcus. 


335620 Bacteria_16S 


Herbidospora. 


335620 Bacteria_16S 


335620 Bacteria_16S 


Micromonosporaceae; 


335620 Bacteria_16S 


335620 Bacteria_16S 


Streptomyces. 


335620 Bacteria_16S 


Streptomycetaceae; 


335620 Bacteria_16S 


Streptomycetaceae; 


335620 Bacteria_16S 


Streptomycetaceae; 


335620 Bacteria_16S 


Streptomycetaceae; 


335620 Bacteria_16S 


335620 Bacteria_16S 


3748746 3748697 13 60 gi 
strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
335620 Bacteria_16S 


3815246 3815165 25 102 gi 
salegens strain DSM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3830560 3830511 13 60 gi 
ATCC 35205 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; 
335620 Bacteria_16S 


Clostridiales; 


3902163 3902114 13 60 gi 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3903678 3903629 13 60 gi 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
3918630 3918581 13 60 gi 
yamanashiensis strain YU 127-1 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 
Spirilliplanes. 

3920190 3920141 13 60 gi 
strain ATCC 19812 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
3921771 3921722 13 60 gi 
strain ATCC 25495 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


3923352 3923303 13 60 gi 
eurythermus strain ATCC 14975 16S ribosomal RNA, comple 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3924933 3924884 13 60 gi 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, comp 
neyagawaensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 

3926514 3926465 13 60 gi 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

3928094 3928045 13 60 gi 
acidiscabies strain RL-110 16S ribosomal RNA, complete 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3929675 3929626 13 60 gi 
strain RL-34 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
3982620 3982539 25 102 gi 
strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 39826 
Bacteroidetes; Flavobacteria; 
335620 Bacteria_16S 3987090 3987009 25 102 gi 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 39871 
Bacteroidetes; Flavobacteria; 
335620 Bacteria_16S 3990045 3989964 25 102 gi 
strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 39901 
Bacteroidetes; Flavobacteria; 
335620 Bacteria_16S 
mishustinae strain KMM 6049 16S ribosomal RNA, partial 
mishustinae Bacteria; 
335620 Bacteria_16S 4014020 4013939 25 102 gi 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 40140 
Bacteroidetes; Flavobacteria; 
335620 Bacteria_16S 4015500 4015419 25 102 gi 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 


Flavobacteriales; Flavoba 


Flavobacteriales; Flavoba 


Flavobacteriales; Flavoba 


3993032 3992951 25 102 gi|219846230|ref|NR_025820.1 
sequence 3991660 399309 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 


Flavobacteriales; Flavoba 


219846402 |ref|NR_025993.1 


Stre 
3777439 3777390 13 60 gi 
norvegica strain A8444 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; 
Thermodesulforhabdus. 
335620 Bacteria_16S 


Syntroph 


219846353|ref|NR_025944.1 
uence 
acteriales; Flavobacteriaceae; Salegentibacter. 
219846342 |ref|NR_025932.1 
3829173 38306 
Heliobacteriacea 
3841015 3840966 13 60 gi 
aggregatus strain B15 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


219846294|ref|NR_025884.1 
Stre 


219846293|ref|NR_025883.1 


219846281|ref|NR_025871.1 


ptomycineae; Streptomyceta 
219846280|ref|NR_025870.1 


ales; Streptomycineae; Str 
219846279|ref|NR_025869.1 
te sequence 3921948 392347 


Actinomycetales; Streptomycineae; 


219846278|ref|NR_025868.1 
lete sequence 
219846277|ref|NR_025867.1 
teridae; Actinomycetales; 
219846276|ref|NR_025866.1 


sequence 


219846275|ref|NR_025865.1 
3928271 3929800 Streptomyces scabiei Bacteria; 
ptomycineae; Streptomyceta 
219846237|ref|NR_025827.1 


219846214|ref|NR_025804.1 


219846213|ref|NR_025803.1 


3813879 381534 


3918787 3920316 Strept 


3920367 3921897 Strept 


392352 
Actinomycetales; Strept 


complete sequence 392511 


3926691 392822 
Actinomycetales; Strepto 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
ptosporangineae; Streptosporangiaceae; Nonomuraea. 
219846379|ref|NR_025970.1 
nce 3775978 3777536 Thermodesulforhabdus norvegica 
obacterales; Syntrophobacteraceae; 


Thermodesulforhabdus 


Salegentibacter 
9 Salegentibacter 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 
e; Heliobacterium. 
219846335|ref|NR_025925.1 
ce 3839632 3841072 Blastococcus aggregatus 
ales; Frankineae; Geodermatophilaceae; 


Blastococcus 


Herbidospora cretacea 


68 Herbidospora cretacea Bacteria; 
ptosporangineae; Streptosporangiaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 

kineae; Cryptosporangiaceae; Cryptosporangium. 
219846282 |ref|NR_025872.1 
al sequence 3917267 391873 
ae; Actinomycetales; Micromonosporineae; 


Spirilliplanes 
6 Spirilliplanes 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 
mycineae; 


Streptomyces scabiei 


ceae; Streptomyces. 
Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 
cteriaceae; Bizionia. 
219846234] ref |NR_025824.1 


Gramella echinicola 


55 Gramella echinicola Bacteria; 
cteriaceae; Gramella. 
219846232 |ref|NR_025822.1 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 
cteriaceae; Gillisia. 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 
cteriaceae; Winogradskyell 


a. 


4014130 401555 


Winodgradskyella 
6 Winodgradskyella 


epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 


335620 Bacteria_16S 4016979 4016898 25 102 gi|219846212|ref|NR_025802.1| Winogradskyella 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Winogradskyella. 

335620 Bacteria_16S 4071484 4071435 13 60 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

335620 Bacteria_16S 4127457 4127408 13 60 gi|219846132|ref|NR_025722.1| Streptomyces africanus 


strain CPJVR-H 16 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


4126077 41275 


64 Streptomyces 
Streptomycetaceae; 


africanus Bacteria; 


Streptomyces. 


335620 Bacteria_16S 4163005 4162924 25 102 gi|219846106|ref|NR_025696.1| Algibacter lectus 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

335620 Bacteria_16S 4202426 4202377 13 60 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

335620 Bacteria_16S 4203924 4203875 13 60 gi|219846073|ref|NR_025663.1| Streptomyces aureus 


strain B7319 16S 


335620 Bacteria_16S 
koyangensis strai 


4205471 4205422 13 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


60 


n VK-A60 16S ribosomal RNA, partial sequ 


4202580 42040 


219846072 
ence 


gi ref 


27 Streptomyces 


Streptomycineae; S 


4204078 42055 


treptomycet 
NR_025662.1 
6 


aureus Bacteria; 
aceae; 


Streptomyces. 
Streptomyces 
5 Streptomyces 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

335620 Bacteria_16S 4208493 4208444 13 60 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

335620 Bacteria_16S 4211524 4211475 13 60 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

335620 Bacteria_16S 4219171 4219122 13 60 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

335620 Bacteria_16S 36193 36113 23 100 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

335620 Bacteria_16S 54525 54477 14 60 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
335620 Bacteria_16S 91914 91834 23 100 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

335620 Bacteria_16S 189722 189642 23 100 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 251142 251062 23 100 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

335620 Bacteria_16S 252624 252544 23 100 gi| 265678894 |ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

335620 Bacteria_16S 254099 254019 23 100 gi|265678893|ref|NR_029201.1]| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 


kaplicensis Bacte 
Amaricoccus. 
335620 Bacteria_16S 
strain JW/AS-Y6 1 
Firmicutes; Clost 
335620 Bacteria_16S 
thermoautotrophic 
thermoautotrophic 


6S ribosomal RNA, 
ridia; 


258632 258584 14 


333074 333026 14 


Firmicutes; 


Moorella group; Moorella. 


335620 Bacteria_16S 
strain B 16S ribo 
Alphaproteobacteria; 
335620 Bacteria_16S 
strain AS130 16S 


335620 Bacteria_16S 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 


351232 351152 23 


Rhodobacterales; 
355608 355528 23 


371998 371918 23 


Thermoanaerobacterales; 


ria; Proteobacteria; Alphaproteobacter 


60 


complete sequence 257219 25873 
Thermoanaerobacte 


60 


a strain JW 701/3 16S ribosomal RNA, c 
a Bacteria; 


Clostridia; 


100 


somal RNA, partial sequence 349928 351312 Parac 
Rhodobacteraceae; 


100 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 


100 


ia; Rhodobacte 


265678890 |ref 


gi 
race 
265678839 |ref 
omplete sequen 
Thermoanaerobact 


gi 


265678824 |ref 
occu 
s. 


ref 


gi 


Paracoccu 
gi| 265678820 
354284 35569 
ae; 
ref 


rales; Rhodo 
NR_029198.1 
ae; Moorella 
NR_029144.1 
ce 331642 
erales; Ther 


NR_029129.1 
s kocurii Ba 


NR_029125.1 


Rhodoplanes. 


gi| 265678807 


bacteraceae; 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Moorella 

333194 Moorella 
moanaerobacteraceae; 


Paracoccus kocurii 
cteria; Proteobacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


NR_029112.1 


Pseudovibrio 


370665 372098 Pseudovibrio 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Pseudovibrio. 


335620 Bacteria_16S 


strain HTCC2597 1 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


335620 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


335620 Bacteria_16S 


strain 5424 16S r 


379589 379513 20 93 gi 


382642 382562 23 100 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


432013 431933 23 100 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


449004 448924 23 100 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


335620 Bacteria_16S 


strain AU476 16S 


465766 465686 23 100 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


335620 Bacteria_16S 


coryniformis subs 


508841 508761 23 100 gi 
p. torquens strain 30 16S ribosomal RN. 


265678802 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
335620 Bacteria_16S 


447654 44913 
Acetobacte 


265678741 


464412 46582 
Rhodospiri 


265678713 
A, 


complet 


ref|NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 


hodobacteraceae; Oceanicola. 
265678800|ref|NR_029105.1| Parvibaculum 
sequence 381306 382756 Parvibaculum 
cteria; Rhizobiales; Phyllobacteriaceae; 
265678767|ref|NR_029072.1| Roseomonas gilardii 
sequence 430661 432145 Roseomonas gilardii 
ria; Rhodospirillales; Acetobacteraceae; 
265678756|ref|NR_029061.1| Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 

ref|NR_029046.1| Inquilinus limosus 
9 Inquilinus limosus Bacteria; 
llaceae; Inquilinus. 
ref|NR_029018.1| Lactobacillus 

e sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


Lactobacillus. 


335620 Bacteria_16S 551517 551437 23 100 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

335620 Bacteria_16S 560636 560556 23 100 gi| 265678679 |ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

335620 Bacteria_16S 611942 611862 23 100 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

335620 Bacteria_16S 686190 686110 23 100 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
335620 Bacteria_16S 687755 687675 23 100 gi|265678591|ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
335620 Bacteria_16S 707161 707081 23 100 gi|265678578|ref|NR_028883.1| Dorea longicatena 
strain 111-35 16S ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

335620 Bacteria_16S 742394 742314 23 100 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

335620 Bacteria_16S 743886 743806 23 100 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

335620 Bacteria_16S 932276 932196 23 100 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 1092591 1092511 23 100 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

335620 Bacteria_16S 1143947 1143867 23 100 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

335620 Bacteria_16S 1181829 1181745 20 100 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 

335620 Bacteria_16S 1272395 1272315 23 100 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

335620 Bacteria_16S 1364776 1364696 23 100 gi|228719063|ref|NR_027579.1| Ruminococcus lactaris 
strain ATCC 29176 16S ribosomal RNA, partial sequence 1363415 1364816 Ruminococcus lactaris ATCC 
29176 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

335620 Bacteria_16S 1409907 1409827 23 100 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 


strain TN-272 16S 
Firmicutes; Clost 


335620 Bacteria_16S 


strain JZC3 16S r 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1467807 1467727 23 100 gi 
ibosomal RNA, partial sequence 


1408524 14099 


Clostridiu 
224581408 


Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 


68 Clostridium hylemonae Bacteria; 
m. 
ref 


NR_027189.1| Treponema putidum 


1466484 1467891 Treponema putidum Bacteria; 


335620 Bacteria_16S 


strain SO2 16S ri 


1487562 1487482 23 100 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


335620 Bacteria_16S 


1492129 1492049 23 100 gi 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 


WM1 Bacteria; Fir 


335620 Bacteria_16S 
51271 16S ribosomal RNA, 


Firmicutes; Clost 


335620 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


335620 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


335620 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


335620 Bacteria_16S 


strain DSM 5901 1 


cl 
gi 


micutes; Clostridia; 
1499642 1499562 23 

complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1519012 1518932 23 100 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1520525 1520445 23 100 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1523599 1523519 23 100 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
1648039 1647959 23 100 gi 


Clostridiales; 
100 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


335620 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


335620 Bacteria_16S 


echinoides strain 
echinoides Bacter 


335620 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


335620 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


335620 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


335620 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


335620 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


335620 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


335620 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 


phaeum strain PB 
Firmicutes; Clost 


335620 Bacteria_16S 


strain NCIMB 1112 


1649536 1649456 23 100 gi 
ia; Rhodospirillales; Acetobacteraceae 
1704607 1704527 23 100 gi 
IMET 10491 16S ribosomal RNA, partial 
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335620 Bacteria_16S 3297734 3297654 23 100 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

335620 Bacteria_16S 3299261 3299181 23 100 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain $5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

335620 Bacteria_16S 3408804 3408716 17 102 gi|219846640|ref|NR_026232.1| Syntrophobacter 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

335620 Bacteria_16S 3527843 3527764 23 100 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 3596613 3596533 23 100 gi|219846511|ref|NR_026103.1| Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 3599696 3599616 23 100 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 3655721 3655641 23 100 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

335620 Bacteria_16S 3765432 3765384 14 60 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
335620 Bacteria_16S 3768346 3768298 14 60 gi|219846386|ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

335620 Bacteria_16S 3798513 3798433 23 100 gi|219846364|ref|NR_025955.1]| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

335620 Bacteria_16S 3900685 3900605 23 100 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

335620 Bacteria_16S 3981083 3981003 23 100 gi|219846238|ref|NR_025828.1| Rhizobium galegae 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
335620 Bacteria_16S 4026065 4025985 23 100 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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335620 Bacteria_16S 360054 360003 11 60 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

335620 Bacteria_16S 361600 361549 11 60 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

335620 Bacteria_16S 430520 430469 11 60 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

335620 Bacteria_16S 456800 456721 17 93 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 498007 497928 17 93 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 513351 513272 17 93 gi|265678710|ref|NR_029015.1| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 776605 776526 17 93 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 807245 807158 18 102 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

335620 Bacteria_16S 916864 916785 17 93 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
335620 Bacteria_16S 1021403 1021324 17 93 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 1022956 1022877 17 93 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 1024527 1024448 17 93 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 1118267 1118188 17 93 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 1225565 1225486 17 93 gi|219878314|ref|NR_025453.1| Streptococcus 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 1323800 1323721 17 93 gi| 228715345 |ref|NR_027517.1| Streptococcus 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 
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335620 Bacteria_16S 1765485 1765406 17 93 gi|219878361|ref|NR_025500.1| Streptococcus 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 1818562 1818483 25 100 gi|219878324|ref|NR_025463.1| Sporocytophaga 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Sporocytophaga. 

335620 Bacteria_16S 1921956 1921877 25 100 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 1922061 Chryseobacterium 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

335620 Bacteria_16S 2224634 2224547 18 102 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

335620 Bacteria_16S 2259760 2259681 17 93 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 2269147 2269048 4 100 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
strain Pl 16S ribosomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

335620 Bacteria_16S 2290374 2290295 23 99 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

335620 Bacteria_16S 2452635 2452548 18 102 gi|219857418|ref|NR_025006.1| Seinonella 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

335620 Bacteria_16S 2455706 2455655 11 60 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

335620 Bacteria_16S 2664936 2664857 17 93 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
335620 Bacteria_16S 2666498 2666419 17 93 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 2705527 2705448 23 99 gi| 219857185 |ref|NR_024813.1]| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

335620 Bacteria_16S 2760923 2760887 13 49 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

335620 Bacteria_16S 2963082 2963003 17 93 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 3161398 3161299 4 100 gi|219846815|ref|NR_026407.1| Desulfuromonas 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
335620 Bacteria_16S 3217468 3217389 17 93 gi| 219846776 |ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

335620 Bacteria_16S 3314435 3314352 13 93 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

335620 Bacteria_16S 3521800 3521701 4 100 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

335620 Bacteria_16S 3763975 3763896 23 99 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

335620 Bacteria_16S 3896151 3896108 20 61 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 3896280 Chlamydia trachomatis Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

335620 Bacteria_16S 4118271 4118192 17 93 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
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257072 256990 23 102 gi| 265678891 |ref|NR_029199.1| Burkholderia 

LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 

acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

322109 322023 17 100 gi| 265678846 |ref|NR_029151.1] Bacillus 

strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

385739 385657 23 102 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
bosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

445943 445861 23 102 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
ain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

458295 458213 23 102 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

459747 459665 23 102 gi|265678745|ref|NR_029050.1| Pseudomonas 
in CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

468766 468684 23 102 gi|265678739|ref|NR_029044.1| Burkholderia terricola 

ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

471844 471762 23 102 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

510321 510272 13 60 gi|265678712|ref|NR_029017.1| Corynebacterium 
106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

527022 526936 17 100 gi|265678701|ref|NR_029006.1| Anoxybacillus 
n R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

533078 532992 17 100 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
lales; Bacillaceae; Bacillus. 

556037 555955 23 102 gi|265678682|ref|NR_028987.1| Pseudomonas trivialis 
6S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

557579 557497 23 102 gi| 265678681 |ref|NR_028986.1| Pseudomonas poae 
6S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

559123 559041 23 102 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
6S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

563764 563706 4 60 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 

albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 


albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 


Acidithiobacillus 


335620 Bacteria_16S 589276 589194 23 102 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

335620 Bacteria_16S 607331 607245 17 100 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

335620 Bacteria_16S 640924 640842 23 102 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

335620 Bacteria_16S 650181 650101 23 100 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

335620 Bacteria_16S 696994 696904 14 100 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

335620 Bacteria_16S 719453 719367 17 100 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

335620 Bacteria_16S 731709 731623 17 100 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

335620 Bacteria_16S 752266 752184 23 102 gi|265678545|ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

335620 Bacteria_16S 758190 758108 23 102 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
335620 Bacteria_16S 764221 764139 23 102 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

335620 Bacteria_16S 781209 781119 13 100 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
strain S-743 16S ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

335620 Bacteria_16S 785813 785731 23 102 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

335620 Bacteria_16S 822438 822356 23 102 gi|265678498|ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

335620 Bacteria_16S 824015 823933 23 102 gi|265678497|ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
335620 Bacteria_16S 840865 840779 17 100 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

335620 Bacteria_16S 893622 893540 23 102 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

335620 Bacteria_16S 895157 895075 23 102 gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

335620 Bacteria_16S 896692 896610 23 102 gi|265678447|ref|NR_028749.1| Pandoraea apista 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 896802 Pandoraea apista Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

335620 Bacteria_16S 958674 958588 17 100 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
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Planococcus 
occus maitriensis 


Bacillus vireti strain 
ria; Firmicutes; 


Pseudomonas 
1 Pseudomonas 


domonadaceae; 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


acea 
ref 


e; Pseudomon 
NR_025557.1 


as. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025550.1 


Planococcus 
occus rifietoensis 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


acea 
ref 


e; Pseudomon 
NR_025549.1 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


aceae; Pseudomon 
ref|NR_025545.1 
02 1703230 Haloba 


ref 


as. 
Halobacillus 
cillus karajensis 


Rheinheimera baltica 


NR_025541.1 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 


335620 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


335620 Bacteria_16S 


necropolis strain 
necropolis Bacter 


335620 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


335620 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


335620 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


335620 Bacteria_16S 
6S ribosomal RNA, partial sequence 1856650 18581 


strain DSM 9172 1 
Firmicutes; Lacto 


335620 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


335620 Bacteria_16S 


schindleri strain 
schindleri Bacter 


335620 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


335620 Bacteria_16S 
16S ribosomal RNA, partial sequence 1911333 19128 


strain DSM 12654 
Firmicutes; Bacil 


335620 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


335620 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


335620 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


335620 Bacteria_16S 


strain DSM 2665 1 
Proteobacteria; A 


335620 Bacteria_16S 


strain LMG 317541 


1790982 1790896 17 100 gi|219878342|ref|NR_025481.1 
n LMG 20964 16S ribosomal RNA, partial sequence 1789570 179108 
ria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

1804753 1804667 17 100 gi|219878333|ref|NR_025472.1 

LMG 19488 16S ribosomal RNA, complete sequence 1803341 180486 
ia; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

1824722 1824636 17 100 gi|219878320|ref|NR_025459.1 
16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 
tes; Bacillales; Bacillaceae; Halobacillus. 

1844591 1844505 17 100 gi|219878306|ref|NR_025445.1 


S ribosomal RNA, partial sequence 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 
1871855 1871769 17 100 
ibosomal RNA, partial sequence 


oc 


lales; Planococcaceae; Ureibacillus. 
1923473 1923391 23 102 gi 
train LMG6866 16S ribosomal RNA, parti 


acteria; Proteobacteria; Betaproteobac 


al 
te 
1941698 1941612 17 


100 gi 


lales; Bacillaceae; Bacillus. 
1946407 194632117 100 gi 
lales; Bacillaceae; Bacillus. 

2013756 2013714 20 60 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2015216 2015174 20 60 gi 


al 
ri 


lphaproteobacteria; Rhodobacterales; H 
2027165 2027083 23 102 gi 
16S ribosomal RNA, partial sequence 


YP. 


1843183 18446 


219878287 
1870444 18719 


219878246 


219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


219878187 


219878186 
6S ribosomal RNA, partial sequence 2013915 20153 


219878178 


69 Trichococcus 
cus. 


ref |NR_025426.1 


21 Ureibacillus 


ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


sequenc 
ria; Bur 


ref |NR_025373.1 


ref|NR_025370.1 


ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 


sequenc 
a; Rhodo 


homonadaceae; Hyphomona 
ref 


NR_025317.1 


2025759 2027165 Aeromo 


Virgibacillus 
7 Virgibacillus 


Virgibacillus 
2 Virgibacillus 


Halobacillus trueperi 
cillus trueperi 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


bacillales; Carnobacteriaceae; Isobaculum. 

1855111 1855025 17 100 gi| 219878298 |ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

1858064 1857978 17 100 gi|219878296|ref|NR_025435.1| Trichococcus palustris 


palustris Bacteria; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


lales; Bacillaceae; Geobacillus. 
1888841 1888759 23 102 gi|219878273|ref|NR_025412.1| Acinetobacter 

LUH5832 16S ribosomal RNA, partial sequence 1887472 1888937 Acinetobacter 

ia; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
1909706 1909620 17 100 gi| 219878257 |ref|NR_025396.1| Aerococcus 

in CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 

eria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
1912721 1912635 17 100 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 


terrenus Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Ss. 


Aeromonas popoffii 
nas popoffii Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Carnobacterium 
5 Carnobacterium 
erium. 
Pseudomonas 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
335620 Bacteria_16S 2115740 2115654 17 100 gi| 219857658 |ref|NR_025247.1 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 21158 

Firmicutes; Bacillales; Planococcaceae; Planococcus. 

335620 Bacteria_16S 2120346 2120260 17 100 gi| 219857655 |ref|NR_025244.1 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

335620 Bacteria_16S 2123329 2123247 23 102 gi| 219857653 |ref|NR_025242.1 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 21233 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
335620 Bacteria_16S 2144442 2144360 23 102 gi|219857639|ref|NR_025228.1 
strain Ps 9-14 16S ribosomal RNA, partial sequence 2143068 21445 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
335620 Bacteria_16S 2145947 2145865 23 102 gi|219857638|ref|NR_025227.1 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 214602 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseud 
Pseudomonas. 

335620 Bacteria_16S 2170227 2170141 17 100 gi|219857622|ref|NR_025211.1 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 217030 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobact 
335620 Bacteria_16S 2220176 2220094 23 102 gi|219857586|ref|NR_025174.1 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 221879 


2 2220307 Pseudomonas 


extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


335620 Bacteria_16S 
costantinii strain CFBP 5705 16S ribosomal RNA, partial 
costantinii Bacteria; 


Pseudomonas. 


335620 Bacteria_16S 
n IS04 16S ribosomal RNA, partial sequence 22630 
acteria; Gammaproteobacteria; Oceanospirillales; 


venustensis strai 
Bacteria; Proteob 


335620 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain DSM 11853 


Proteobacteria; B 


335620 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


lutaoensis strain 
Bacteria; Proteob 


335620 Bacteria_16S 
subterraneus strain 34 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacteria; Firmicu 


335620 Bacteria_16S 
strain CFML 97-391 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
335620 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


strain IPT10 16S 


Proteobacteria; B 


335620 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


335620 Bacteria_16S 


caledonica strain 
caledonica Bacter 


335620 Bacteria_16S 
6S ribosomal RNA, partial sequence 2436004 24374 
etaproteobacteria; Burkholderiales; Burk 
219857417 


strain DSM 1105 1 
Proteobacteria; B 


335620 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


335620 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


335620 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


335620 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


335620 Bacteria_16S 


strain MHS-2 16S 


2235334 2235252 23 102 gi 
s 


Proteobacteria; 


219857576 


Gammaproteobacteria 


equence 
; Pseudo 


ref|NR_025164.1] Pseudomonas 
2233956 2235447 Pseudomonas 
monadales; Pseudomonadaceae; 


2264453 2264371 23 
2267548 2267462 17 
lales; Bacillaceae; 
2275198 2275116 23 


2276732 2276650 23 


2303807 2303725 23 


2313002 2312916 17 


tes; Bacillales; 


2322134 2322052 23 


2323686 2323604 23 


2331087 2331005 23 


2382594 2382508 17 


102 


100 


ibosomal RNA, partial sequence 
Geobacillus. 


102 


16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Burkholderia 


n WS2 16S ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholderiales; 
335620 Bacteria_16S 
T5054 16S ribosomal RNA, partial sequence 23024 
acteria; Gammaproteobacteria; Alteromonadales; 


4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 
335620 Bacteria_16S 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Burkholderia 


gi|219857557 


gi|219857555 
2266147 22676 


gi|219857550 


ref |NR_025145.1 


ref 


NR_025143.1 


ref |NR_025138.1 


Alcanivorax 


50 2264581 Alcanivorax venustensis 
Alcanivoracaceae; 


Alcanivorax. 
Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


ceae; Cupriavidus. 
102 gi| 219857549 |ref|NR_025137.1| Cupriavidus 
2275359 2276842 Cupriavidus campinensis 
Burkholderiaceae; Cupriavidus. 
102 gi|219857528|ref|NR_025116.1| Marinobacter 
04 2303932 Marinobacter lutaoensis 
Alteromonadaceae; Marinobacter. 
100 gi|219857521|ref|NR_025109.1| Geobacillus 
2311580 2313074 Geobacillus subterraneus 
Geobacillus. 
102 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 
2320764 2322265 Pseudomonas brenneri Bacteria; 
aceae; Pseudomonas. 
102 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
2322316 2323816 Pseudomonas grimontii 
Pseudomonadaceae; Pseudomonas. 
102 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
2329695 2331217 Burkholderia sacchari Bacteria; 
ceae; Burkholderia. 
100 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 


2381197 23827 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


2385620 2385538 23 102 gi 


2387144 2387062 23 102 gi 


2454161 2454075 17 100 gi 
in KCTC 3667 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Thermoacti 
2522059 2521977 23 102 gi 
rain SBK26 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobacte 


2523539 2523457 23 102 gi 
rain DBK11 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobacte 


2532639 2532557 23 102 gi 


2541248 2541206 20 60 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyp 


335620 Bacteria_16S 


strain MHS-3 16S 


2542653 2542611 20 60 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyp 


335620 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


335620 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


335620 Bacteria_16S 


strain CIP 105259 


2556365 2556283 23 102 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomona 
2557931 2557849 23 102 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pse 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
etaproteobacteria; Burkholderiales; Burk 
219857469 


LMG 19076 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; Burkhold 
2437342 2437260 23 102 gi| 219857430 


219857363 


219857362 


219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
etaproteobacteria; Burkholderiales; Burkholderia 
219857350 
2539981 25412 


219857349 
2541332 25426 


219857340 


219857339 


holderia 


holderia 


sequence 
nomyceta 


quence 
ria; Pse 


quence 
ria; Pse 


homonada 


homonada 


25549 
dales; P 


25565 
udomonad 


01 Bacillus jeotgali Bacteria; 


ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 
2385781 2387256 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
ceae; Cupriavidus. 
ref|NR_025005.1| Thermoflavimicrobium 
2452794 2454268 Thermoflavimicrobium 
ceae; Thermoflavimicrobium. 
ref|NR_024951.1] Pseudomonas 
2520665 2522094 Pseudomonas 
udomonadales; Pseudomonadaceae; 


ref|NR_024950.1] Pseudomonas 
2522145 2523617 Pseudomonas 
udomonadales; Pseudomonadaceae; 


ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 
ceae; Cupriavidus. 

ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 
ceae; Hyphomonas. 
ref|NR_024937.1|] Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
ceae; Hyphomonas. 
ref|NR_024928.1| Pseudomonas gessardii 
74 2556489 Pseudomonas gessardii 
seudomonadaceae; Pseudomonas. 
ref|NR_024927.1| Pseudomonas migulae 
40 2558055 Pseudomonas migulae Bacteria; 
aceae; Pseudomonas. 


2562557 2562475 23 102 gi 
16S ribosomal RNA, partial sequence 


219857336 


25611 


ref|NR_024924.1| Pseudomonas mosselii 
68 2562680 Pseudomonas mosselii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


335620 Bacteria_16S 2571690 2571608 23 102 gi|219857287|ref|NR_024918.1| Pseudomonas jessenii 
strain CIP 105274 16S ribosomal RNA, partial sequence 2570299 2571813 Pseudomonas jessenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

335620 Bacteria_16S 2580811 2580729 23 102 gi|219857281|ref|NR_024912.1| Pseudomonas cedrina 
strain CFML 96-198 16S ribosomal RNA, partial sequence 2579420 2580935 Pseudomonas cedrina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

335620 Bacteria_16S 2582377 2582295 23 102 gi|219857280|ref|NR_024911.1| Pseudomonas rhodesiae 
strain CIP 104664 16S ribosomal RNA, complete sequence 2580986 2582507 Pseudomonas rhodesiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

335620 Bacteria_16S 2583947 2583865 23 102 gi|219857279|ref|NR_024910.1| Pseudomonas monteilii 
strain CIP 104883 16S ribosomal RNA, partial sequence 2582558 2584074 Pseudomonas monteilii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

335620 Bacteria_16S 2585516 2585434 23 102 gi|219857278|ref|NR_024909.1| Pseudomonas orientalis 
strain CFML 96-170 16S ribosomal RNA, partial sequence 2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

335620 Bacteria_16S 2591785 2591699 17 100 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

335620 Bacteria_16S 2596354 2596272 23 102 gi|219857271|ref|NR_024902.1| Pseudomonas mandelii 
strain CIP 105273 16S ribosomal RNA, partial sequence 2594961 2596478 Pseudomonas mandelii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

335620 Bacteria_16S 2597920 2597838 23 102 gi|219857270|ref|NR_024901.1| Pseudomonas libanensis 
strain CIP 105460 16S ribosomal RNA, complete sequence 2596529 2598044 Pseudomonas libanensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

335620 Bacteria_16S 2680112 2680026 17 100 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

335620 Bacteria_16S 2697896 2697810 17 100 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus 

335620 Bacteria_16S 2699452 2699366 17 100 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 2854813 2854731 23 102 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
strain ATCC 13522 16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

335620 Bacteria_16S 2864098 2864016 23 102 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 


strain DSM 3050 1 
Proteobacteria; G 


335620 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria 
Marinobacterium. 


335620 Bacteria_16S 
6S ribosomal RNA, partial sequence 2872057 28735 


strain IFO15566 1 
Firmicutes; Bacil 


335620 Bacteria_16S 


halophilum strain 
halophilum Bacter 


335620 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


335620 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


335620 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


335620 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


335620 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


ammaproteobacteria; Pseudomonadales; P 
2867181 2867099 23 102 gi 


; Proteobacteria; Gammaproteobacteria; 


2873467 2873381 17 100 gi 
lales; Bacillaceae; Bacillus. 

2878212 2878126 17 100 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2881344 2881258 17 100 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2920909 2920827 23 102 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2928398 2928316 23 102 gi 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2934401 2934319 23 102 gi 

IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


2975316 2975234 23 102 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2999699 2999613 17 100 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 


gi 


335620 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


6S ribosomal RNA, partial sequence 2862729 28642 


2879945 28814 


2973936 29754 


seudomonad 
219856880 

equence 

Alteromon 


219856876 


219856873 
quence 

e; Salimic 
219856871 


219856843 
1 sequence 
cteria; Ps 


219856838 
sequence 
; Oceanosp 
219856834 
sequence 
a; 


219846940 


seudomonad 
219846924 
sequence 
eae; Anoxy 


3042184 3042098 17 100 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 


219846895 


ref 


2865789 28673 
adal 


ref 


ref 


2876799 28783 
robi 


ref 


ref 


ref 


ref 


2933018 29344 
Alteromonad 


ref 


ref 


2998293 29998 
baci 


ref 


2919511 29210 
eudo 


2927022 29284 
iril 


e; Pseudomon 
NR_024699.1 
0 
es; Alteromo 


NR_024695.1 


NR_024692.1 
1 
um. 
NR_024690.1 


NR_024662.1 
0 
monadales; P 
NR_024657.1 
7 
lales; Marin 
NR_024653.1 
8 
° 


ales; Alter 


NR_026532.1 


e; Pseudomon 
NR_026516.1 
1 
llus. 


NR_026487.1 


25 Pseudomonas halophila Bacteria; 
acea 


as. 
Marinobacterium 

5 Marinobacterium 

nadaceae; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Salimicrobium 
5 Salimicrobium 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Marinobacterium 
0 Marinobacterium 


monadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
acea 


as. 
Anoxybacillus 
6 Anoxybacillus 


Facklamia languida 


3040796 3042268 Facklamia languida Bacteria; 


335620 Bacteria_16S 
somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
335620 Bacteria_16S 
MWAP64 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Betaproteobacteria; 
335620 Bacteria_16S 


strain K 16S ribo 


caribensis strain 
caribensis Bacter 


strain DSM 11363 


Proteobacteria; G 


strain ATCC 70062 
Firmicutes; Lacto 


ATCC19120 16S rib 
Bacillales; Liste 


335620 Bacteria_16S 
osomal RNA, partial sequence 
Clostridiaceae; 


DSM 10228 16S rib 
Firmicutes; Clost 


335620 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


335620 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


335620 Bacteria_16S 
DSM 20408 16S ribosomal RNA, partial 
Bacillales; 


halophilus strain 
halophilus Bacter 


335620 Bacteria_16S 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


335620 Bacteria_16S 
ATCC 33146 16S ribosomal RNA, e 
ia; Proteobacteria; Gammaproteobacteria; 


thalassica strain 
thalassica Bacter 
Methylophaga. 


335620 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


335620 Bacteria_16S 
6S ribosomal RNA, partial sequence 
Bacillus. 


strain DSM 8723 1 
Firmicutes; Bacil 


335620 Bacteria_16S 
6S ribosomal RNA, partial sequence 
Bacillus. 


strain DSM 8722 1 
Firmicutes; Bacil 


335620 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


335620 Bacteria_16S 
M 3679 16S ribosomal RNA, partial sequence 35844 


faecium strain AC 
Bacteria; Firmicu 


335620 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


335620 Bacteria_16S 


CIP 7430 
G 


strain 
Proteobacteria; 


335620 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


3072350 3072270 23 


3078364 3078282 23 


3178029 3177947 23 


3180978 3180892 17 


3246379 3246293 17 


riaceae; Listeria. 
3265792 3265706 17 


ridia; Clostridiales; 
3300769 3300687 23 
teria; Proteobacteria; 
3303881 3303791 13 
6S ribosomal RNA, 


lales; Salinicoccus. 
3361789 3361703 17 


Firmicutes; 
3379991 3379901 13 


ia; 


3383063 3382981 23 


3384601 3384519 23 


3536982 3536896 17 


lales; Bacillaceae; 
3538538 3538452 17 


lales; Bacillaceae; 
3546348 3546262 17 
somal RNA, 
laceae; Bacillus. 

3585857 3585808 13 


335620 Bacteria_16S 


335620 Bacteria_16S 


100 


102 


102 


100 


8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
335620 Bacteria_16S 
osomal RNA, partial sequence 


100 


100 


102 


ain RB-1 16S ribosomal RNA, partial sequ 
Gammaproteobacter 


100 


100 


100 


102 


102 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 


100 


100 


100 


complete sequence 


60 


Facklamia. 


Bacillaceae; 


complet 


gi|219846874 
rinckiacea 
219846870 
nce 
Burkhold 
219846803 


gi 


gi 


16S ribosomal RNA, partial sequence 3176631 31781 
ammaproteobacteria; Pseudomonadales; P 
335620 Bacteria_16S 


seudomonad 
219846801 
31795 


gi 


gi| 219846757 
3244997 32464 


gi|219846744 
3264433 32658 
Clostridiu 
219846721 
ence 
ia; 


gi 
Thio 


gi|219846719 


complete sequence 3302462 33040 


219846676 
sequence 
Marinoc 
219846663 
equence 
a; Desulfo 


gi 


gi 


219846661 
sequence 
Thiotri 


gi 


219846660 
33832 
ciricketts 
gi|219846552 
3535585 35370 


gi 


gi|219846551 
3537139 35386 


gi|219846546 
3544949 35464 


gi|219846519 


tes; Clostridia; Clostridiales; Veillonellaceae; 
3611868 3611782 17 100 gi| 219846498 
16S ribosomal RNA, partial sequence 36104 
lales; Planococcaceae; Planococcus. 
3613337 3613255 23 102 gi| 219846497 
16S ribosomal RNA, partial sequence 36119 
ammaproteobacteria; Aeromonadales; Aeromonadacea 
3704300 3704219 23 100 gi|219846434 
ain ATCC 11845 16S ribosomal RNA, partial sequen 
teria; Bacteroidetes; Flavobacteria; Flavobacter 
3723886 3723800 17 100 gi| 219846419 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; 
3771347 3771265 23 102 gi| 219846384 
strain R001 16S ribosomal RNA, partial sequence 3769978 37714 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
3813731 3813649 23 102 gi| 219846354 


335620 Bacteria_16S 
allosaccharophila strain CECT 4199 16S ribosomal RNA, p 


allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; 


Aeromonas. 


335620 Bacteria_16S 
oryzihabitans strain L-1 16S ribosomal RNA, 


3906788 3906706 23 


102 


gi|219846291 


complete sequence 


artial sequenc 


ref |NR_026466.1 
locella palustri 
e; Methylocella. 
ref |NR_026462.1 

3076975 307840 
eriales; Burkhol 
ref|NR_026395.1 


aceae; Pseudomon 
ref|NR_026393.1 
83 3181087 Fackla 


ref|NR_026349.1 


ref |NR_026336.1 
m. 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref |NR_026311.1 
04 Salinicoccus 


ref |NR_026268.1 
3360383 336190 
occus. 
ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026144.1 
88 Bacillus 


ref |NR_026143.1 
44 Bacillus 


ref |NR_026138.1 
54 Bacillus 


ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026090.1 
51 3611882 Planoc 


ref |NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_025975.1 


ceae; Ralstonia 
ref|NR_025945.1 
e 381232 
Aeromonadales; 


cohnii Bacteria; 


Methylocella palustris 
s Bacteria; 


Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Facklamia hominis 
mia hominis Bacteria; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Salinicoccus roseus 


roseus Bacteria; 


Marinococcus 
2 Marinococcus 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Planococcus citreus 
occus citreus Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Bacillus 
9 Bacillus 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


ref |NR_025881.1 
3905392 390691 


Pseudomonas 
8 Pseudomonas 


oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


335620 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


335620 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain 848 16S ri 
Proteobacteria; 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


335620 Bacteria_16S 


R-7190 16S riboso: 


G 
335620 Bacteria_16S 
SW-156 16S ribosomal RNA, partial seq 


3960691 3960605 17 
osomal RNA, partial sequence 
laceae; Bacillus. 

3994509 3994423 17 100 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4009460 4009378 23 102 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
4020014 4019932 23 102 gi 


100 gi 
gi 


gi 


ia; Proteobacteria; Gammaproteobacteri 


4041379 4041293 17 
mal RNA, partial sequence 


100 gi 


4039998 4041459 Ba 


219846252 


3959295 39607 


219846229 


3993148 39945 


219846217 


4008054 40095 
omonadacea 


219846210 
uence 
a; 


219846196 
cil 


ref 


ref 


ref 


e; A 
ref 


ref 
lus 


4018632 40201 
Alteromonad 


NR_025842.1 


77 Bacillus firmus Bacteria; 


NR_025819.1 


NR_025807.1 


eromonas. 
NR_025800.1 
ales; Alter 


NR_025786.1 
fordii Bact 


2 
° 


e 


Bacillus firmus strain 
Firmicutes; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 4042837 4042751 17 100 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 4050443 4050394 13 60 gi| 219846187 |ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
335620 Bacteria_16S 4051867 4051818 13 60 gi|219846186|ref|NR_025776.1| Nocardioides 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 4051877 Nocardioides 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

335620 Bacteria_16S 4133557 4133471 17 100 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

335620 Bacteria_16S 4170534 4170452 23 102 gi|219846100|ref|NR_025690.1| Marinobacter excellens 


strain KMM 3809 1 
Proteobacteria; G 


335620 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


335620 Bacteria_16S 


strain N-3 16S ri 


4210004 4209918 17 100 gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
4213065 4212979 17 100 gi 
bosomal RNA, complete sequence 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alt 


eromonad 
219846069 
nce 42085 
illus. 

219846067 


4211641 42131 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

335620 Bacteria_16S 1378 1329 13 60 gi| 265679063 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

335620 Bacteria_16S 2917 2868 13 60 gi| 265679062 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

335620 Bacteria_16S 22522 22473 13 60 gi| 265679049 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionis 
335620 Bacteria_16S 37676 37603 23 93 gi| 265679039 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequen 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Sulfitobacter. 

335620 Bacteria_16S 43669 43620 13 60 gi| 265679035 


synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial s 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Acti 
Nocardiopsaceae; Nocardiopsis. 

335620 Bacteria_16S 46684 46635 13 60 gi| 265679033 

strain M069 16S ribosomal RNA, partial sequence 45374 46777 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
335620 Bacteria_16S 48220 48147 23 93 gi| 265679032 

borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 

335620 Bacteria_16S 66538 66504 13 47 gi| 265679020 

strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
335620 Bacteria_16S 69563 69514 13 60 gi| 265679018 


camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


acea 
ref 


ref 


ref 


dono 


ref 


dono 


ref 


ref 
acte 

ref 
eque 
nomy 


ref 


eae; 
ref 


Alc 
ref 


7; Bo 
ref 


64 Marinobacter 


91 4210111 Lenti 


1489 


3029 


Propionispira 
pira. 


ce 36384 


48321 


e; Marinoba 
NR_025659.1 


NR_025657.1 


NR_029371.1 
Sacch 
cardineae; 


NR_029370.1 
Sacch 
cardineae; 


NR_029357.1 


NR_029347.1 
37736 
rales; Rhod 
NR_029343.1 
nce 42294 
cetales; St 


NR_029341.1 


Mycobacterium 
i 


Mycobacter 
NR_029340.1 
Alcan 
anivoracace 

NR_029328.1 


goriellacea 


68186 


NR_029326.1 
69586 


Cc 


b 


a 
P 


a 
P 


Oo. 


r 


i 
a 


excellens Bacteria; 
ter. 

Lentibacillus 
acillus salicampi 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Propionispira arboris 
arboris Bacteria; 


Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Mycobacterium goodii 
goodii Bacteria; 

aceae; Mycobacterium. 
Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 
e: 


Bogoriella. 
Corynebacterium 
Corynebacterium 


v 


335620 Bacteria_16S 


71044 70995 13 


60 gi|265679017 


succinivorans strain S1-1 16S ribosomal RNA, partial sequence 


succinivorans Bacteria; 


335620 Bacteria_16S 


strain 58/1971 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
335620 Bacteria_16S 
dassonvillei subsp. 


Firmicutes; 


81405 81360 17 


Listeriaceae; 


85955 85906 13 


Clostridia; 


Listeria. 


Clostridiales; Ve 

60 gi| 265679010 
80045 81448 

60 gi| 265679006 


dassonvillei strain IMRU 509 16S ribosomal RN 


ref |NR_029325.1 

69637 71125 
illonellaceae; S 
ref |NR_029318.1 


ref |NR_029314.1 
A, partial seque 


Schwartzia 

Schwartzia 
chwartzia. 

Listeria innocua 


Listeria innocua Bacteria; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
335620 Bacteria_16S 
elongatus strain 
Bacteria; 
335620 Bacteria_16S 


strain IMMIB D-1321 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Tsukamurella. 
335620 Bacteria_16S 


wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 
Clostridia; 


Bacteria; Firmicutes; 
335620 Bacteria_16S 
conspicuum strain 


Mycobacteriaceae; 
335620 Bacteria_16S 

G33 16S ribosomal RNA, 
Actinobacteridae; 
335620 Bacteria_16S 


vanbaalenii strain PYR-1 
vanbaalenii Bacteria; Ac 


Mycobacteriaceae; 
335620 Bacteria_16S 


ulcerans strain NCTC 791 
Actin 


ulcerans Bacteria; 
Corynebacteriaceae; 
335620 Bacteria_16S 
cellulans strain 


Actino: 


Streptosporangineae; Nocardiopsaceae; 


99732 99647 18 


FP 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


104336 104287 13 


105874 105829 17 


108856 108807 13 


110348 110299 13 
partial sequence 


116604 116555 13 


118158 118109 13 


119679 119630 13 


Thermoanaerobacterales; 


Nocardiops 
265678997 
98328 


100 gi 


60 265678994 


10297 


gi 


Cory 

60 gi| 265678993 
10448 

Thermoa 

60 gi| 265678990 


3895/92 16S ribosomal RNA, partial sequence 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Actinomyce 


60 gi| 265678989 
108968 110448 Kocur 


mycetales; Micrococcineae; Micrococcaceae 


60 gi| 265678985 


16S ribosomal RNA, partial sequence 
tinobacteria; Actinobacteridae; 
Mycobacterium. 


Actinomyc 


60 gi| 265678984 


0 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Actinomyceta 
Corynebacterium. 


60 gi| 265678983 


DSM 43879 16S ribosomal RNA, partial sequence 


cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Promicromonosporaceae; 
335620 Bacteria_16S 


strain 136 16S ribosomal RNA, partial sequence 


Cellulosimicrobium. 
121180 121131 13 


60 gi| 265678982 


119823 12132 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


335620 Bacteria_16S 


strain Prevot 2477B 16S ribosomal RNA, partial sequence 


127319 127285 13 


47 265678978 


12591 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


335620 Bacteria_16S 


strain BAL-1 16S ribosomal RNA, 


131781 131747 13 


complete sequence 


47 gi|265678975 


130392 13190 


Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


335620 Bacteria_16S 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Arthrobacter. 
335620 Bacteria_16S 


strain 27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


335620 Bacteria_16S 


strain ST26 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


335620 Bacteria_16S 


strain ST50 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


335620 Bacteria_16S 
strain Kysw2 16S 


335620 Bacteria_16S 
strain 55134 16S 


134939 134890 13 


137885 137836 13 


139444 139395 13 


140973 140924 13 


143956 143871 18 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


145491 145442 13 


ribosomal RNA, partial sequence 


60 265678973 
13354 


Micr 


gi 


60 gi| 265678971 
136495 13800 
Micrococcineae 
gi| 265678970 
138055 13953 
Micrococcineae 
gi| 265678969 
139582 14105 
Micrococcineae 
gi| 265678967 
142594 14403 
Desulfur 
gi| 265678966 
144082 14559 


60 


60 


100 


60 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


335620 Bacteria_16S 


strain FF3 16S ribosomal RNA, partial sequence 


146942 146869 23 


93 gi| 265678965 


145646 14699 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


335620 Bacteria_16S 


163696 163647 13 


60 gi| 265678954 


is. 
ref|NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref |NR_029302.1 


nebacterineae; T 


ref|NR_029301.1 
6 105949 Thermo 
naerobacteraceae 
ref|NR_029298.1 

107522 108917 
tales; Corynebac 


ref |NR_029297.1 
ia varians Bacte 
; Kocuria. 
ref |NR_029293.1 

115240 116730 
etales; Coryneba 


ref|NR_029292.1 
116781 118270 
les; Corynebacte 


ref|NR_029291.1 
118321 119772 
ales; Micrococci 


ref |NR_029290.1 
; Cellulomonadac 
ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref |NR_029283.1 
2 Chrysiogenes 


ref|NR_029281.1 
6 135015 Arthro 
ococcineae; Micr 
ref |NR_029279.1 
; Cellulomonadac 
ref |NR_029278.1 
1 Sanguibacter 
; Sanguibacterac 
ref|NR_029277.1 
8 Sanguibacter 
; Sanguibacterac 
ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref|NR_029274.1 


; Jonesiaceae; J 
ref |NR_029273.1 


aceae; Marinovum 


Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Tsukamurella pulmonis 


6 104435 Tsukamurella pulmonis 


sukamurellaceae; 


Thermoanaerobacter 
anaerobacter wiegelii 
; Thermoanaerobacter. 

Mycobacterium 

Mycobacterium 
terineae; 


Kocuria varians strain 
ria; Actinobacteria; 


Mycobacterium 
Mycobacterium 
cterineae; 


Corynebacterium 
Corynebacterium 
rineae; 


Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 


eae; Cellulomonas. 
Actinomyces meyeri 

myces meyeri Bacteria; 

ae; Actinomyces. 
Chrysiogenes arsenatis 


arsenatis Bacteria; 


Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Marinovum algicola 


3  Marinovum algicola Bacteria; 


ref|NR_029262.1 


Brevibacterium 


epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

335620 Bacteria_16S 
1721-77 16S ribos 
Gammaproteobacter 


168455 168382 23 93 gi| 265678951 
omal RNA, partial sequence 167046 168502 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


Vibrio mimicus strain 
ia; Proteobacteria; 


ref 
Oo mi 


NR_029259.1 
micus Bacter 


335620 Bacteria_16S 178975 178902 23 93 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

335620 Bacteria_16S 191248 191175 23 93 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
335620 Bacteria_16S 194268 194195 23 93 gi|265678934|ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 
Methylococcaceae; Methylobacter. 
335620 Bacteria_16S 197289 197216 23 93 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
strain A30 16S ribosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
335620 Bacteria_16S 222036 221987 13 60 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
335620 Bacteria_16S 226517 226468 13 60 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 228024 227975 13 60 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
335620 Bacteria_16S 229530 229481 13 60 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 231038 230989 13 60 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 234050 233977 23 93 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 
335620 Bacteria_16S 243515 243466 13 60 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 246557 246508 13 60 gi|265678898|ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 
335620 Bacteria_16S 260077 260004 23 93 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 
335620 Bacteria_16S 334603 334554 13 60 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
335620 Bacteria_16S 354149 354076 23 93 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
335620 Bacteria_16S 358491 358418 23 93 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 
335620 Bacteria_16S 366025 365952 23 93 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 
335620 Bacteria_16S 390302 390253 13 60 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 
335620 Bacteria_16S 396456 396411 17 60 gi|265678791|ref|NR_029096.1| Tenuibacillus 


multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 


Bacteria; Firmicu 


tes; Bacillales; Bacillaceae; 


Tenuibacillus. 


335620 Bacteria_16S 397971 397922 13 60 gi|265678790|ref|NR_029095.1]| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

335620 Bacteria_16S 399493 399444 13 60 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

335620 Bacteria_16S 407267 407218 13 60 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

335620 Bacteria_16S 421185 421136 13 60 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

335620 Bacteria_16S 422724 422675 13 60 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

335620 Bacteria_16S 424301 424256 17 60 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 427431 427382 13 60 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; N 


esterenkonia. 


335620 Bacteria_16S 428975 428926 13 60 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

335620 Bacteria_16S 438311 438262 13 60 gi|265678763|ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

335620 Bacteria_16S 461236 461187 13 60 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

335620 Bacteria_16S 462764 462715 13 60 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
335620 Bacteria_16S 467299 467250 13 60 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

335620 Bacteria_16S 470276 470242 13 47 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

335620 Bacteria_16S 479463 479414 13 60 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

335620 Bacteria_16S 481012 480963 13 60 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

335620 Bacteria_16S 490328 490279 13 60 gi| 265678725 |ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

335620 Bacteria_16S 494981 494932 13 60 gi| 265678722 |ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

335620 Bacteria_16S 496486 496437 13 60 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

335620 Bacteria_16S 504186 504113 23 93 gi|265678716|ref|NR_029021.1]| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

335620 Bacteria_16S 525484 525435 13 60 gi|265678702|ref|NR_029007.1| Corynebacterium 


ciconiae strain BS13 16S ribosomal RNA, partial sequence 


524146 525550 Corynebacterium ciconiae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
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335620 Bacteria_16S 539244 539195 13 60 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

335620 Bacteria_16S 545295 545246 13 60 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

335620 Bacteria_16S 553038 552989 13 60 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

335620 Bacteria_16S 569780 569746 13 47 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
335620 Bacteria_16S 572780 572707 23 93 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

335620 Bacteria_16S 574279 574230 13 60 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

335620 Bacteria_16S 575784 575711 23 93 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

335620 Bacteria_16S 580175 580126 13 60 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

335620 Bacteria_16S 581718 581669 13 60 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

335620 Bacteria_16S 586257 586212 17 60 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 587759 587686 23 93 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

335620 Bacteria_16S 596821 596787 13 47 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

335620 Bacteria_16S 608841 608792 13 60 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

335620 Bacteria_16S 610403 610358 17 60 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

335620 Bacteria_16S 613530 613457 23 93 gi|265678643|ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Ps 
335620 Bacteria_16S 618194 618145 13 60 gi|265678640|ref|NR_028945.1 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

335620 Bacteria_16S 624044 623995 13 60 gi|265678636|ref|NR_028941.1 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Corynebacteriaceae; Corynebacterium. 

335620 Bacteria_16S 625601 625552 13 60 gi|265678635|ref|NR_028940.1 


strain E846 16S 


ribosomal RNA, partial sequence 


ychrobacter. 
Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Corynebacterium 
Corynebacterium 
cterineae; 


Mycobacterium palustre 


624219 625725 Mycobacterium palustre Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


335620 Bacteria_16S 631742 631693 13 60 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
335620 Bacteria_16S 636305 636256 13 60 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

335620 Bacteria_16S 637836 637787 13 60 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

335620 Bacteria_16S 642475 642426 13 60 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

335620 Bacteria_16S 647173 647124 13 60 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

335620 Bacteria_16S 648705 648656 13 60 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

335620 Bacteria_16S 656012 655939 23 93 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

335620 Bacteria_16S 660522 660449 23 93 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

335620 Bacteria_16S 662065 662016 13 60 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

335620 Bacteria_16S 666670 666636 13 47 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

335620 Bacteria_16S 669603 669569 13 47 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

335620 Bacteria_16S 675691 675642 13 60 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
335620 Bacteria_16S 689313 689228 18 100 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

335620 Bacteria_16S 713188 713139 13 60 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 714747 714698 13 60 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

335620 Bacteria_16S 740917 740868 13 60 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 
335620 Bacteria_16S 
strain 4N13 16S r 
Proteobacteria; G 
335620 Bacteria_16S 
strain 9A01 16S r 
Proteobacteria; G 
335620 Bacteria_16S 
strain 4B02 16S r 
Proteobacteria; G 
335620 Bacteria_16S 
tjernbergiae stra 
tjernbergiae Bact 
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335620 Bacteria_16S 
strain B2 16S rib 
Proteobacteria; G 
335620 Bacteria_16S 


jalaludinii strain M9 16S ribosomal RNA, complete sequence 


Bacteria; Firmicutes; 


Clostridia; 


; Pseudonocardiaceae; Saccharomonospora. 

746766 746693 23 93 gi| 265678549 |ref|NR_028853.1| Acinetobacter tandoii 
ibosomal RNA, partial sequence 745469 746793 Acinetobacter tandoii Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

748141 748068 23 93 gi|265678548|ref|NR_028852.1| Acinetobacter gerneri 
ibosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

749516 749443 23 93 gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
ibosomal RNA, partial sequence 748219 749543 Acinetobacter bouvetii Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

750891 750818 23 93 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
in 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

753641 753568 23 93 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
osomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

765811 765762 13 60 gi| 265678536 |ref|NR_028840.1| Mitsuokella 


764385 765927 Mitsuokella jalaludinii 
Clostridiales; Veillonellaceae; Mitsuokella. 
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strain S1 16S rib 


alkaliphilum stra 
Bacteria; Proteob 


335620 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


335620 Bacteria_16S 


strain K24 16S ri 


flava strain AS 4 
Bacteria; Actinob 


Saccharopolyspora. 
335620 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


335620 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


335620 Bacteria_16S 


strain IEGM 16S r 
Actinobacteria; A 


335620 Bacteria_16S 


strain 213E 16S r 
Actinobacteria; A 


335620 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


335620 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


335620 Bacteria_16S 


strain Y9 16S rib 
Actinobacteria; A 


335620 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


335620 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


778118 778069 13 60 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

782750 782701 13 60 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

790364 790315 13 60 
bosomal RNA, partial sequence 


gi 


811861 811812 13 60 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

814956 814883 23 93 gi 
acteria; Gammaproteobacteria; Thiotric 
816470 816421 13 60 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


837803 837754 13 
osomal RNA, partial sequence 


60 gi 


842344 842271 23 93 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
860498 860413 18 100 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
862009 861960 13 60 gi 
bosomal RNA, partial sequence 


889158 889109 13 60 gi 
-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


906022 905977 17 60 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
Xs 

907557 907472 18 100 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


918427 918378 13 60 

ibosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; 
919992 919943 13 60 

ibosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Cory 
929217 929144 23 93 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930700 930627 23 93 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
964778 964729 13 60 gi 
osomal RNA, partial sequence 


gi 


Cory 
gi 


335620 Bacteria_16S 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 


Bacteria; Firmicu 


836449 83791 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


859076 86059 


860647 86213 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
335620 Bacteria_16S 


917039 91855 


918602 92011 


terales; 


929371 93083 
hodobacter 


963457 96488 


ales; 
265678488 


nebacterin 
265678485 
nce 84098 
irillales; 
265678472 
; Geobacte 
265678471 


donocardin 
265678452 
nce 88778 
ales; Pseu 


265678441 
ence 90455 
aerobacter 


265678440 
al sequenc 
eria; Desu 


265678433 


nebacterin 
265678432 


nebacterin 
265678426 
nce 92790 
R 
265678425 


265678402 


tes; Clostridia; Clostridiales; 


Pseu 


donocardineae; P 


ref|NR_028791.1 
eae; Nocardiacea 
ref |NR_028788.1 
1 842417 Marino 
Mar 
ref|NR_028775.1 
raceae; Geobacte 
ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref|NR_028754.1 
3 889225 Saccha 
donocardineae; P 


ref|NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


v 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 
ref|NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


eae; Gordoniacea 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref |NR_028727.1 


acea 
ref 


e; Ruegeria. 
NR_028704.1 


Syntrophomonadaceae; 


inospirillum. 


265678528 |ref|NR_028832.1| Gordonia 

sequence 776745 778221 Gordonia 
dae; Actinomycetales; Corynebacterineae; 
265678524|ref|NR_028828.1| Xylanimonas 

sequence 781358 782875 Xylanimonas 
dae; Actinomycetales; Micrococcineae; 
265678519|ref|NR_028823.1| Gordonia sinesedis 

789013 790486 Gordonia sinesedis Bacteria; 

nebacterineae; Gordoniaceae; Gordonia. 
265678505|ref|NR_028808.1| Mycobacterium 
rtial sequence 810468 811984 Mycobacterium 
e; Actinomycetales; Corynebacterineae; 
265678503|ref|NR_028806.1| Thioalkalimicrobium 
e 813559 815058 Thioalkalimicrobium cyclicum 
hales; Piscirickettsiaceae; Thioalkalimicrobium. 
265678502|ref|NR_028805.1| Pseudonocardia 
ence 815109 816530 Pseudonocardia zijingensis 


seudonocardiaceae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Marinospirillum 
spirillum alkaliphilum 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


r. 

Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Desulforhopalus 
Desulforhopalus 


esulfobulbaceae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Roseovarius 

arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

966349 966276 23 93 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
is strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
is Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 

970928 970879 13 60 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
rain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

994039 994005 13 47 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 


992614 994134 Syntrophomonas sapovorans 
Syntrophomonas. 


335620 Bacteria_16S 


strain JB-A2 16S 
Proteobacteria; 
Proteobacteria; 


199/55 16S riboso: 
Gammaproteobacter 


335620 Bacteria_16S 


strain Ne 11 16S 
Proteobacteria; 


L-3 16S ribosomal 
Gammaproteobacter 


335620 Bacteria_16S 


strain IFM 10035 


strain IFM 0784 1 


strain IFM 0575 1 


strain IFM 10084 


strain YZ-96 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


335620 Bacteria_16S 


strain IFM 0245 1 


strain YLM-32 16S 


335620 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


335620 Bacteria_16S 


strain I-132 16S 


335620 Bacteria_16S 


G 
335620 Bacteria_16S 
strain GP1ll 16S ribosomal 
Gammaproteobacteria; 
335620 Bacteria_16S 


Gammaproteobacteria; 
335620 Bacteria_16S 


1001714 1001641 23 
ribosomal RNA, partial 


1013766 1013693 23 


1015262 1015189 23 
mal RNA, 
ia; Pseudomonadales; 
1016758 1016685 23 
ribosomal RNA, partial 


1018255 1018182 23 
RNA, partial sequence 
ia; Pseudomonadales; 
1039706 1039657 13 


1041215 1041166 13 


1042753 1042704 13 


1044313 1044264 13 


1045869 1045820 13 


ribosomal RNA, partial 


1047455 1047410 17 


teria; Firmicutes; 


1053445 1053396 13 


1077365 1077316 13 


partial sequence 


Bacillales; 


93 
sequence 


ammaproteobacteria; Thiotrichales; Pis 


93 


RNA, partial sequence 
Pseudomonadales; 


93 


93 
sequence 


Pseudomonadales; 


93 


1016889 1018335 Moraxella 
Moraxellaceae; 


60 


60 


60 


60 


60 


sequence 


60 


60 


60 


ribosomal RNA, partial sequence 


gi|265678377 


1000320 10017 
cirickettsiaceae; 


gi| 265678369 


1012401 10138 
Moraxellaceae; 


gi| 265678368 


1013897 1015342 Moraxella 
Moraxellaceae; 


Moraxella. 
gi| 265678367 


1015393 10168 
Moraxellaceae; 


gi| 265678366 


Moraxella. 
gi| 265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


gi| 265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


gi| 265678350 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


gi| 265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


gi| 265678348 


1044481 10459 
nebacterineae; 


gi|265678347 


ain BLx 16S ribosomal RNA, partial sequence 
Bacillaceae; 


gi|265678342 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


gi| 265678325 


1075986 10774 


nebacterineae; 


nebacterineae; 


nebacterineae; 


nebacterineae; 


Cerasibacillus. 


nebacterineae; 


ref |NR_028679.1 


ref|NR_028671.1 
Moraxella. 


ref |NR_028670.1 


ref|NR_028669.1 
Moraxella. 


ref|NR_028668.1 


ref 


NR_028654.1 


ref|NR_028653.1 


ref |NR_028652.1 


ref|NR_028651.1 


ref|NR_028650.1 
Nocardiacea 
ref |NR_028649.1 

1046039 104752 


ref|NR_028644.1 


ref |NR_028627.1 


ovis Bacteria; 


bovis Bacteria; 


Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 
Thiomicrospira. 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
Proteobacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Cerasibacillus 
2 Cerasibacillus 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 
1087949 1087904 17 60 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
laceae; Bacillus. 
1115222 1115173 13 60 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
1116748 1116699 13 60 gi|265678298|ref|NR_028599.1| Kineosporia succinea 
ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 


strain I-273 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Kine 
335620 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


335620 Bacteria_16S 


strain ES10.1 16S 
Actinobacteria; A 


335620 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


335620 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


335620 Bacteria_16S 


strain IMMIB R-14 
Actinobacteria; A 


335620 Bacteria_16S 
16S ribosomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 


iheyensis HTE831 
Bacteria; Firmicu 


1121272 1121199 23 
roteobacteria; 
1131820 1131771 13 
ctinoba 


1133350 1133301 13 
CF63 16 


tes; Bacillales; 


335620 Bacteria_16S 


1168103 1168022 25 


Bacillaceae; 


93 


1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; My 


60 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 


60 


S ribosomal RNA, partial sequence 


102 


ATCC 700755 16S ribosomal RNA, partial sequence 


Bacteria; Bactero 


idetes; Flavobacteria; 


Flavobacteriales; 


Stre 


gi|228716127 


gi| 253680769 


1130448 11319 
ptosporangineae; 


gi| 253680768 


acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brev 

1134832 1134783 13 60 gi| 253680767 |ref|NR_028015.1 
CECT 5990 16S ribosomal RNA, partial sequence 1133500 113488 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
e; Corynebacterium. 

1148485 1148436 13 60 gi|253680758|ref|NR_028006.1 
34 16S ribosomal RNA, partial sequence 1147115 1148603 Nocard 
ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

1156007 1155962 17 60 gi|253680753|ref|NR_028001.1 


gi|228719858 


osporiineae; 


11198 
xococcales 


11319 


Kineosporiace 
ref|NR_027547.1 
56 1121404 Anaero 
; Cystobacterine 


ref |NR_028017.1 
04 Nocardiopsis 
Nocardiop 
ref |NR_028016.1 
55 1133449 Brevib 


ref|NR_027586.1 


ae; Kineosporia. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Psychroflexus torquis 


1166738 1168192 Psychroflexus torquis ATCC 700755 


Flavobacteriaceae; 


Psyc 


hroflexus. 


335620 Bacteria_16S 


strain Cal06 16S 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


335620 Bacteria_16S 
strain DSM 44346 16S ribosomal RNA, p 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


335620 Bacteria_16S 


strain 13.4 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
335620 Bacteria_16S 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


335620 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


335620 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


335620 Bacteria_16S 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


335620 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


335620 Bacteria_16S 


strain NCIMB 7030 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


strain LM 161 16S 


brockii subsp. br 


Thermoanaerobacter brockii subsp. brockii Bacteria; 


Thermoanaerobacte 


335620 Bacteria_16S 


YIM 30243 16S rib 
Actinobacteria; A 


335620 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


335620 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


335620 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


335620 Bacteria_16S 


Och 149 16S ribos 
Proteobacteria; A 


335620 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


335620 Bacteria_16S 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 13709 


Bacteria; Proteob 


335620 Bacteria_16S 


HTCC2155 strain H 
HTCC2155 Bacteria 


335620 Bacteria_16S 


ulvae strain UL12 


Pseudoalteromonas 


1218062 1218013 13 60 
ribosomal RNA, partial sequence 


gi 


1227082 1227033 13 60 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
1236227 1236178 13 60 gi 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

1246824 1246775 13 60 
ibosomal RNA, partial sequence 


gi 


1257265 1257216 13 60 gi 


acteria; Actinobacteridae; Actinomycet 


1261772 1261723 13 60 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1263214 1263165 13 60 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1281191 1281142 13 60 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


, 


1287292 1287243 13 60 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1299298 1299249 13 60 gi 
55 16S ribosomal RNA, partial sequence 


1300751 1300702 13 60 
ribosomal RNA, complete sequence 


gi 
1314485 1314440 17 60 gi 
ockii strain HTD4 16S ribosomal RNA, 


Thermo 
gi 


rales; Thermoanaerobacteraceae; 
1326854 1326805 13 60 
osomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Cory 
1346764 1346715 13 60 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1349836 1349787 13 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


60 gi 


1351365 1351316 13 

osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1352814 1352741 23 93 gi 
omal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1363282 1363209 23 93 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1370884 1370811 23 93 gi 


60 gi 


acteria; Alphaproteobacteria; Rhodobac 
1372412 1372371 20 59 gi 
TCC2155 16S ribosomal RNA, partial seq 
; Lentisphaerae; Lentisphaerales; Lent 


1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


1245479 12468 


16S ribosomal RNA, partial sequence 1255896 12573 


1279854 12812 


1299363 13008 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
335620 Bacteria_16S 


1325499 13269 


1348448 13499 


1349993 13514 


1351515 1352883 Roseo 


219878473 


ococcineae 
219878300 
ce 12257 
ales; Micr 
219878254 
artial seq 
ridae; Act 


219857484 


donocardin 
219857144 
ales; Cory 
219846707 
nce 12603 
Actinomyce 


219846681 
12618 
ales; Cory 
219846091 
ales; Prop 
219846053 
sequence 
coccus. 
219846893 
12979 
ococcineae 
219846779 


ionibacter 
228718892 
partial se 


anaerobact 
219846136 


nebacterin 
228720938 
ence 13453 
mycetales; 


228720600 


ales; Micr 


228720546 


ales; Cory 
228720499 


hodobacter 
228719132 
nce 13619 
terales; R 
228718299 


terales; R 
228718145 
uence 

isphaerace 
219857444 


1403924 1403851 23 93 gi 
16S ribosomal RNA, partial sequence 


Firmicutes; 


ref|NR_025612.1 


; Micrococcaceae 
ref|NR_025439.1 
22 1227193 Isopte 
ococ 


ref|NR_025393.1 
uence 123486 
inomycetales; Co 


ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024772.1 
nebacterineae; C 
ref|NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_025681.1 
10 Aeromicrobium 
ionibacterineae 


, 


ref |NR_025643.1 
1285891 128739 


ref|NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref |NR_026371.1 


inea 
ref 
quen 


e; Nocardioi 
NR_027577.1 
ce 131309 


er. 
ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_027599.1 
82 1346861 Brachy. 
Micrococcineae; 
ref|NR_027595.1 
42 Sanguibacter 
ococcineae; Sang 


ref|NR_027594.1 
neba 
ref 

bact 


cterineae; G 
NR_027593.1 
er litoralis 
aceae; Roseobact 
ref |NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027572.1 
hodobacteraceae; 
ref|NR_027571.1 

1371035 137251 
Lentisphaer 
NR_025032.1 


ae; 
ref 


Clostridia; 


a. 


Arthrobacter bergerei 


48 Arthrobacter bergerei Bacteria; 


; Arthrobacter. 


Isoptericola 
ricola variabilis 


cineae; Promicromonosporaceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Aeromicrobium marinum 
marinum DSM 15272 

Nocardioidaceae; 


Jeotgalicoccus 
6 Jeotgalicoccus 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Thermoanaerobacter 
4 1314606 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Lentisphaera araneosa 
2 Lentisphaera araneosa 


Pseudoalteromonas 


1402605 1403959 Pseudoalteromonas ulvae 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


335620 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 


Saccharomonospora. 
335620 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
335620 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


335620 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


335620 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


335620 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


335620 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


335620 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


335620 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


335620 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
335620 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


335620 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


335620 Bacteria_16S 


strain CCM 132 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


335620 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


335620 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


335620 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


335620 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


335620 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


1417471 1417422 13 60 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1422043 1421994 13 60 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1423608 1423535 23 93 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1431356 1431283 23 93 gi 


ammaproteobacteria; Pasteurellales; Pa 
1442190 1442145 17 60 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1443714 1443641 23 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
1445205 1445132 23 93 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


1446768 1446695 23 
osomal RNA, partial sequence 


93 gi 


1451279 1451230 13 60 gi 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

1454275 1454226 13 60 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1458698 1458664 13 47 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


1460148 1460075 23 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1461692 1461643 13 60 gi 
S ribosomal RNA, partial sequence 


gi 


1470864 1470791 23 93 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1476847 1476798 13 60 gi 
in DSM 44156 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium comp 
1490666 1490617 13 60 gi 

16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 
1502547 1502498 13 
16S ribosomal RNA, 


60 gi 
complete sequence 
oc 
1510092 1510019 23 93 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1513041 1512968 23 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1522032 1521983 13 60 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 


A, 


ac 


st 


ia 
ae 


335620 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


224581447 
ales; 


224581444 
1 sequ 
ridae; 


224581443 
ence 1 
nadale 
224581435 
16S ribosomal RNA, partial sequence 1429972 1 
steure 
224581427 
ence 1 
llus. 

224581426 


llales 

224581424 
sequen 
teria; 


224581423 
1445391 1 
ammaproteobacteria; Pseudomonadales; Moraxel 
224581420 
quence 
Acti 


224581418 
1 sequ 
ridae; 


224581414 
al seq 
Actino: 


224581413 
1458766 1 
Enter 
224581412 
1460297 1 
ococci 
224581406 
1 sequence 
ria; 


219878445 
sequence 
Actinomy 
lex (MAC 
219846947 


219846604 


, 


1525168 1525119 13 60 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; 


219857527 


Clostridiales; Veillonellaceae; 


es; 


occineae 
219846290 


illales; 
219878127 
1511717 15130 
eurellac 
219857610 
1 sequen 


ref |NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


14160 


Pseu 


ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


ence 
Act 


ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 
ref|NR_027217.1 


4222 
Ss; M 


4314 
llaceae; Phocoenobac 
ref|NR_027209.1 
440788 1442278 Filoba 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


14423 


Pa 


’ 


ce 
Rho 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027201.1 

1449903 145131 
cetales; Coryneb 


4468 
lace 


nomy 
ref |NR_027199.1 


1452894 145438 
inomycetales; Mi 


ence 
Act 


ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ue 
my’ 


nc 
ce 
ref|NR_027194.1 
46 
ob 


02 
acteri 


ref 


aceae; Xenor 
NR_027193.1 


4618 
neae 


; Micrococcaceae 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora 


Pseud 


ref|NR_025584.1 

1475465 147693 
cetales; Coryneb 
Js 
ref|NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


14892 
Cory 


ref |NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref |NR_025266.1 


15011 


partial 


eae; 
ref |NR_025199.1 
ce 1520665 152215 


Actinomycetales; Coryn 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Psychrobacter 
obacter maritimus 
ychrobacter. 

Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Filobacillus 
cillus milosensis 


Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Psychrobacter arenosus 
arenosus Bacteria; 
r. 

Corynebacterium 
6 Corynebacterium 
acterineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Arcanobacterium 
5 Arcanobacterium 


ineae; Actinomycetaceae; 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Psychrobacter 
0 Psychrobacter 
xellaceae; 


avium 
avium 


Mycobacterium 
6 Mycobacterium 
acterineae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Lactobacillus 

4 1510205 Lactobacillus 
e; Lactobacillus. 
Histophilus somni 


’ 


77 Histophilus somni Bacteria; 
Histophilus. 


Nocardia 
6 Nocardia 
ebacterineae; 


ref|NR_025115.1 
1523742 1525238 Seleno 
Selenomonas. 


Selenomonas sputigena 
monas sputigena 


335620 Bacteria_16S 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
335620 Bacteria_16S 
canariasense stra 
canariasense Bact 
Mycobacteriaceae; 
335620 Bacteria_16S 
pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 
335620 Bacteria_16S 
strain LMG 22166 
Firmicutes; Bacil 
335620 Bacteria_16S 
strain LMG 22165 
Firmicutes; Bacil 


16S ribosomal RNA, partial sequence 1584175 15856 
lales; 


Planococcaceae; Viridibacillus. 


79 Viridibacillus 


1538811 1538777 13 47 gi|219857377|ref|NR_024965.1| Saccharothrix 
n NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 

1561402 1561353 13 60 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
in 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

1564335 1564286 13 60 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
in NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

1584019 1583974 17 60 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
lales; Planococcaceae; Viridibacillus. 

1585574 1585529 17 60 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 


arvi Bacteria; 


335620 Bacteria_16S 1604159 1604110 13 60 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

335620 Bacteria_16S 1605696 1605647 13 60 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

335620 Bacteria_16S 1607237 1607188 13 60 gi|219878472|ref|NR_025611.1]| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

335620 Bacteria_16S 1611616 1611543 23 93 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

335620 Bacteria_16S 1613096 1613023 23 93 gi|219878468|ref|NR_025607.1| Loktanella 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

335620 Bacteria_16S 1626746 1626697 13 60 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

335620 Bacteria_16S 1631283 1631238 17 60 gi|219878456|ref|NR_025595.1| Bacillus gelatini 


strain LMG 21880 
Firmicutes; Bacillal 
335620 Bacteria_16S 
strain SNG49 16S rib 
Actinobacteria; Acti 
335620 Bacteria_16S 
strain CMS 38 16S ri 
Proteobacteria; Gamm 
335620 Bacteria_16S 
strain IBS S6874 
Proteobacteria; Gamm 
335620 Bacteria_16S 
galactosidilyticus s 
galactosidilyticus B 
335620 Bacteria_16S 
macmurdoensis strain 
macmurdoensis Bacter 
335620 Bacteria_16S 
strain R2014 16S 
Actinobacteria; Acti 
335620 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 
335620 Bacteria_16S 
balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 
335620 Bacteria_16S 


keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1629885 16313 


69 Bacillus gelatini Bacteria; 


es; Bacillaceae; Bacillus. 

1640358 1640309 13 60 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
osomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
nobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

1643468 1643395 23 93 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 


bosomal RNA, partial sequence 1642082 16435 
aproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
1646575 1646502 23 93 gi| 219878446 |ref|NR_025585.1 


16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 


aproteobacteria; Aeromonadales; Aer 
1652586 1652541 17 60 gi 
train LMG 17892 16S ribosomal RNA, 
acteria; Firmicutes; Bacillales; Ba 
1661827 1661782 17 60 gi 
CMS 2lw 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Planoco 
1669487 1669453 13 47 gi 


219878441 
pa 
cillaceae; 
219878434 
sequence 
ccaceae; 
219878429 


ribosomal RNA, partial sequence 1668114 16695 
nobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
1673977 1673928 13 60 gi|219878426|ref|NR_025565.1 
rain ST101170 16S ribosomal RNA, partial sequence 1672599 167407 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseud 
e; Amycolatopsis. 
1675500 1675451 13 60 gi|219878425|ref|NR_025564.1 
n DSM 44591 16S ribosomal RNA, partial sequence 1674127 167557 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
e; Amycolatopsis. 
1676999 1676950 13 60 gi|219878424|ref|NR_025563.1 


rtial se 


P 


Aeromonas. 
NR_025580.1 
ce 165119 
Bacillus. 
ref|NR_025573.1 
1660434 166191 
aenisporosarcina 
ref |NR_025568.1 


e; 
ref 
quen 


92 Pseudomonas meridiana Bacteria; 


as. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Bacillus 
2 1652677 Bacillus 


Sporosarcina 
6 Paenisporosarcina 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


335620 Bacteria_ 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


335620 Bacteria_ 
strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 
335620 Bacteria_ 


strain 6AG 16S ri 
Bacil 
335620 Bacteria_16S 


Firmicutes; 


strain KMM 241 16 
Proteobacteria; 


Corynebacterium. 


335620 Bacteria_16S 
strain R-8904 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
335620 Bacteria_16S 


strain DSM 12145 


G 
335620 Bacteria_16S 
atypicum strain R 
Bacteria; Actinob 


16S 1678516 1678467 13 60 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

16S 1680037 1679988 13 60 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
16S 1689120 1689075 17 60 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1701537 1701464 23 93 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
1710688 1710639 13 60 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


1712146 1712073 23 93 
ribosomal RNA, partial sequence 


gi 


1718300 1718219 25 102 gi 


ce 


ho 


219878423 
sequence 

219878422 

al 


es; 


219878415 


1687712 16892 


219878407 


1700153 17016 
eromonad 


1t 
219878401 
ales; 


219878400 


1710844 17122 
dobacter 


219878396 


16S ribosomal RNA, partial sequence 1716916 17183 


Actinomyc 


16786 
Pseu 


17093 
Cory 


ref|NR_025562.1 
1677147 16786 
etales; Pseudon 


ref|NR_025561.1 
61 1680145 Amyco 
donocardineae; 


ref|NR_025554.1 


ref|NR_025546.1 
aceae; Glacieco 
ref|NR_025540.1 
12 1710793 Coryn 
nebacterineae; 
ref|NR_025539.1 


acea 
ref 


e; Loktanell 
NR_025535.1 


1 
fo} 


1 
P 


e. 
c 


94 Pedobacter sal 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 


seudonocardiaceae; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 
1 


a. 

Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Pedobacter saltans 
ltans Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

335620 Bacteria_16S 1722890 1722817 23 93 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

335620 Bacteria_16S 1724431 1724358 23 93 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

335620 Bacteria_16S 1727363 1727314 13 60 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

335620 Bacteria_16S 1728902 1728853 13 60 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 1730438 1730389 13 60 gi|219878388|ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 1731951 1731902 13 60 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

335620 Bacteria_16S 1739563 1739529 13 47 gi| 219878382 |ref|NR_025521.1]| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

335620 Bacteria_16S 1741126 1741077 13 60 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
335620 Bacteria_16S 1744216 1744167 13 60 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

335620 Bacteria_16S 1753299 1753254 17 60 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 1759506 1759457 13 60 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

335620 Bacteria_16S 1760974 1760925 13 60 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

335620 Bacteria_16S 1762495 1762446 13 60 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

335620 Bacteria_16S 1764017 1763968 13 60 gi|219878363|ref|NR_025502.1| Brachybacterium 


paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 


176264 


5 1764116 Brachybacterium 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 


335620 Bacteria_16S 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


felinum Bacteria; 


1771449 1771400 13 


Corynebacteriaceae; Corynebacterium. 


335620 Bacteria_16S 


1782055 1782006 13 


60 


60 


strain 4-0 16S ribosomal RNA, partial sequence 


335620 Bacteria_16S 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
335620 Bacteria_16S 


decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 180329 
decolorationis Bacteria; 


335620 Bacteria_16S 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 
Oerskovia. 


Cellulomonadaceae; 
335620 Bacteria_16S 
strain DSM 46000 


335620 Bacteria_16S 


1800102 1800053 13 


1803186 1803141 17 


Firmicutes; 
1806292 1806243 13 


1807830 1807781 13 


1810883 1810834 13 


60 


60 


Bacillales; 


60 


60 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


60 


strain Kb2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


335620 Bacteria_16S 
marincola strain 


335620 Bacteria_16S 
submarinus strain 


335620 Bacteria_16S 


strain DSM 497 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
335620 Bacteria_16S 


hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 


Actinomycetaceae; 
335620 Bacteria_16S 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


1826277 1826204 23 


1827755 1827682 23 


1843028 1842983 17 


Bacillaceae; 
1849140 1849106 13 


1859600 1859551 13 


Corynebacteriaceae; Corynebacterium. 


335620 Bacteria_16S 
strain ME102 16S 
Proteobacteria; 

335620 Bacteria_16S 
strain LMG 21857 


335620 Bacteria_16S 


strain LUH4616 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


335620 Bacteria_16S 
nasiphocae strain 


Arthrobacter. 
335620 Bacteria_16S 


1862664 1862591 23 


1870283 1870210 23 


1873394 1873321 23 


1874924 1874875 13 


1876373 1876300 23 


93 


KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; 


93 


KMM 225 16S ribosomal RNA, partial sequence 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; 


60 


Bacillus. 


47 


60 


93 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; Oleiphila 


93 


16S ribosomal RNA, partial sequence 1868909 18703 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


93 


60 


M597/99/10 16S ribosomal RNA, partial sequence 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


93 


strain HK85 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


335620 Bacteria_16S 


halotolerans strain DSM 44410 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
335620 Bacteria_16S 
vibrioides strain 
vibrioides Bacteria; 
335620 Bacteria_16S 


strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; Sporomusa 


Firmicutes; 
335620 Bacteria_16S 


FKBS1 16S ribosomal RNA, 


Clostridia; 


1877896 1877847 13 


1881022 1880977 17 


Firmicutes; Clostridia; 
1882605 1882556 13 


1887307 1887258 13 


60 


60 


complete sequence 
Clostridiales; 


60 


60 


gi|219878357 


gi|219878349 
1780670 17821 


gi| 219878336 


gi|219878334 
Bacillaceae; 
gi] 219878332 


gi|219878331 


gi|219878329 
1809512 18109 


gi|219878319 


gi|219878318 


gi|219878307 
1841624 18431 


219878303 
sequence 
Actinomyc 


gi 


219878295 
sequenc 


gi 


gi|219878293 
1861284 18627 


gi|219878288 


gi| 219878286 
1872026 18734 
gi| 219878285 
Actinomyce 


gi|219878284 
1874987 18764 


219878283 
sequence 
Actinomy 


gi 


gi|219878279 
Veill 


gi|219878278 


Actinomycetales; 


Bacillus. 


sequence 1804913 180639 
Actinomycetales; 


Pseudomonadales; 


Pseudomonadales; 


Actinomycetales; 


ref |NR_025496.1 


ref |NR_025488.1 


ref|NR_025475.1 
1798724 180016 


ref |NR_025473.1 


ref|NR_025471.1 


Microc 


ref|NR_025470.1 
Cellulomonadac 
ref|NR_025468.1 


ref|NR_025458.1 
1824887 182631 
Moraxel 
ref|NR_025457.1 

1826365 182779 
Moraxe 


ref |NR_025446.1 


ref |NR_025442.1 
1847763 184924 
etales; Actinomy 


ref|NR_025434.1 
e 1858220 185970 
Coryneb 


ref |NR_025432.1 
ceae; Oleiphilus 
ref |NR_025427.1 


aceae; Glaciecol 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref |NR_025424.1 

1873541 187493 
tales; Micrococc 
ref |NR_025423.1 
eae; 
ref |NR_025422.1 

1876505 187800 
cetales; Strepto 


ref|NR_025418.1 

1879598 188113 
onellaceae; Prop 
ref|NR_025417.1 


gi|219878274 


halophila strain DSM 44411 16S ribosomal RNA, partial sequence 


halophila Bacteria; 
Pseudonocardiaceae; 


Corynebacterium 


1770072 1771486 Corynebacterium 
Corynebacterineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 


Arthrobacter 
8 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Bacillus 
0 Bacillus 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Gordoniaceae; 


Gordonia. 
Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 
llaceae; Psychrobacter. 
Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Corynebacterium 
1 Corynebacterium 


acterineae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 

Acinetobacter parvus 
parvus Bacteria; 

ry 

Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
Haemophilus. 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Propionispora 

1 Propionispora 
ionispora. 

Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


ref |NR_025413.1 
1885917 188742 


Saccharomonospora 
1 Saccharomonospora 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Saccharomonospora. 


335620 Bacteria_16S 1891911 1891866 17 60 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 
strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 1893432 1893387 17 60 gi|219878269|ref|NR_025408.1| Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 1902547 1902513 13 47 gi|219878262|ref|NR_025401.1] Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

335620 Bacteria_16S 1911248 1911214 13 47 gi| 219878256 |ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

335620 Bacteria_16S 1914214 1914141 23 93 gi|219878253|ref|NR_025392.1| Acinetobacter ursingii 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 1912872 1914310 Acinetobacter ursingii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

335620 Bacteria_16S 1926562 1926513 13 60 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

335620 Bacteria_16S 1938730 1938681 13 60 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

335620 Bacteria_16S 1950991 1950942 13 60 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

335620 Bacteria_16S 1952557 1952523 13 47 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
335620 Bacteria_16S 1954011 1953962 13 60 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

335620 Bacteria_16S 1958453 1958404 13 60 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
335620 Bacteria_16S 1960009 1959960 13 60 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
335620 Bacteria_16S 1963059 1962986 23 93 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

335620 Bacteria_16S 1987596 1987523 23 93 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

335620 Bacteria_16S 2003009 2002936 23 93 gi|219878194|ref|NR_025333.1| Leminorella grimontii 
strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 

335620 Bacteria_16S 2031565 2031516 13 60 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

335620 Bacteria_16S 2034578 2034529 13 60 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

335620 Bacteria_16S 2036130 2036081 13 60 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

335620 Bacteria_16S 2037652 2037603 13 60 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

335620 Bacteria_16S 2050156 2050111 17 60 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

335620 Bacteria_16S 2053269 2053220 13 60 gi|219878157|ref|NR_025296.1| Mycobacterium 


elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 


2051875 205339 


1 Mycobacterium 


elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


335620 Bacteria_16S 


reticuliscabiei s 


reticuliscabiei B 
Streptomycetaceae; 
335620 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


strain T9 16S rib 
Proteobacteria; 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


335620 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


335620 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


335620 Bacteria_16S 


pinnipedii strain 
Bacteria; Actinob 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


335620 Bacteria_16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


335620 Bacteria_16S 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


335620 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


335620 Bacteria_16S 


strain ATCC 51384 
Actinobacteria; A 


335620 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


335620 Bacteria_16S 


strain YIM 90003 


Actinobacteria; Actinoba 


Streptomonospora. 


335620 Bacteria_16S 


strain F829 16S r 


Actinobacteria; Actinoba 
335620 Bacteria_16S 


strain ATCC 927 1 
Actinobacteria; A 


335620 Bacteria_16S 
aetherivorans strain 10b 
aetherivorans Bacteria; 


Nocardiaceae; 


Proteobacteria; 


G 


Mycobacterium. 
2056297 2056248 13 


Streptomyces. 
2066887 2066838 13 


2086894 2086821 23 


2091360 2091311 13 


Mycobacterium. 

2095995 2095950 17 
ribosomal RNA, partial 
lales; Bacillaceae; 
2108109 2108036 23 
ain MVAB Hexl 
teria; Proteobacteria; 
2112751 2112702 13 
acteria; 


2129423 2129374 13 
ATCC 25420 16S 
a; 


2130902 2130853 13 
in ATCC 


Mycobacterium. 
2132407 2132358 13 
ATCC 27282 16S 
a; 
Mycobacterium. 
2133910 2133861 13 
ATCC 35087 16S 
a; 
Mycobacterium. 
2135423 2135374 13 
16S ribosomal 
acteria; 
cobacte 
2136941 2136892 13 
16S ribosomal 
ctinoba 
2153489 2153416 23 


eria; 


2158044 2157995 13 


2162515 2162466 13 
ibosoma 


2165615 2165566 13 


ctinoba 
2174736 2174687 13 


2176289 2176216 23 


2183862 2183828 13 


60 


train CFBP 4531 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


60 


n T2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
335620 Bacteria_16S 


93 


osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
335620 Bacteria_16S 
rain 2554/91 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


60 


60 
sequence 


Bacillus. 


93 


16S ribosomal RNA, 
Gammaproteobacteria; 


60 


6482 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
Mycobacterium; Mycobacterium tuberculosis complex. 
335620 Bacteria_16S 


60 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium; Mycobacterium tuberculosis complex. 
335620 Bacteria_16S 


60 


19981 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


60 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


60 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


60 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


60 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


93 


in FRR-10 16S ribosomal RNA, partial sequence 2 
Proteobacteria; Alphaproteobacteria; 


60 


16S ribosomal RNA, partial sequence 2156657 21581 
cteridae; Actinomycetales; 


60 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


60 


6S ribosomal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Corynebacterineae; 


60 


c312 16S ribosomal RNA, partial sequence 2 
Actinobacteria; Actinobacteridae; 
Rhodococcus. 
335620 Bacteria_16S 
strain YKJ-103 16S ribos 


93 


omal RNA, partial sequence 
Gammaproteobacteria; 
335620 Bacteria_16S 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 


47 


gi|219878154|ref 


219878146 
20655 


gi ref 


gi|219878132|ref 


NR_025293.1 
2054970 2056387 Streptomyces 
Actinomycetales; 


Streptomyces 


Streptomycineae; 


NR_025285.1 
12 2067008 Micrococcus antarcticus 
Micrococcineae; Micrococcaceae; 
NR_025271.1 


Micrococcus 


Micrococcus. 
Alcanivorax jadensis 


2085504 2087002 Alcanivorax jadensis Bacteria; 


Alcanivoracaceae; 
219878129 |ref 
sequence 


gi 
Actinomycetales; 
219878125 


gi ref 


Alcanivorax. 
NR_025268.1 
2089993 2091437 Mycobacterium 


Mycobacterium 


Corynebacterineae; 


NR_025264.1 


Bacillus hwajinpoensis 


2094597 2096103 Bacillus hwajinpoensis Bacteria; 


gi|219878115|ref 


gi|219857660|ref 


219857649 |ref 
sequence 2 


gi 


gi|219857648|ref 


Actinomycetales; 


219857647 |ref 
sequence 2 


gi 


219857646|ref 
sequence 2 


gi 


gi|219857645|ref 


gi|219857644|ref 


gi|219857633|ref 


Rhodobacterales; 
gi|219857630|ref 
Streptosporangineae; 
219857627 


gi ref 


NR_0252 
131039 2132489 Mycobacterium 
Corynebacterineae; 


NR_0252 
132540 2133989 Mycobacterium 
Corynebacterineae; 


NR_025254.1 
complete sequence 2106707 2108239 Alkanindiges 
Pseudomonadales; 


NR_025249.1 
2111381 2112761 Mycobacterium pinnipedii 
Corynebacterineae; 


NR_025238.1 
128040 2129472 Mycobacterium 
Corynebacterineae; 


NR_025237. 
sequence 2129523 2130988 Mycobacterium 
Corynebacterineae; 


NR_025234.1 
2134040 2135523 Mycobacterium microti 
Corynebacterineae; 


NR_025233.1 
2135574 2137022 Mycobacterium brumae Bacteria; 
Mycobacteriaceae; Mycobacterium. 

NR_025222.1 
152193 215360 


36.1 


35.1 


Alkanindiges 


Moraxellaceae; 


Mycobacterium 


Mycobacteriaceae; 


Mycobacterium 


1| Mycobacterium 


Mycobacterium 


Mycobacterium 


Mycobacterium microti 


Mycobacteriaceae; 


Mycobacterium brumae 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


NR_025219.1 
43 Streptomonospora alba Bacteria; 
Nocardiopsaceae; 


NR_025216.1 


Streptomonospora alba 


Nocardia caishijiensis 


2161153 2162578 Nocardia caishijiensis Bacteria; 


gi|219857625|ref 


gi|219857619|ref 


Actinomycetales; 
219857616 


gi ref 


Moraxellaceae; 
gi|219857611|ref 


ND 


Nocardiaceae; 
NR_025214.1 
35 Mycobacterium 
Mycobacteriaceae; Mycobacterium. 
NR_025208.1 
173451 21748 
Corynebacterineae; 


NR_025205.1 
2174910 2176403 Psychrobacter 
Pseudomonadales; 


Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 


Rhodococcus 


59 Rhodococcus 


Psychrobacter jeotgali 
jeotgali Bacteria; 


Psychrobacter. 
NR_025200.1 
182453 2183877 Actinomyces 


Actinomyces 


hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


335620 Bacteria_16S 2193003 2192958 17 60 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

335620 Bacteria_16S 2195973 2195924 13 60 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

335620 Bacteria_16S 2218654 2218605 13 60 gi|219857587|ref|NR_025175.1| Mycobacterium lacus 
strain NRCM 00-255 16S ribosomal RNA, partial sequence 2217272 2218741 Mycobacterium lacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 2233813 2233764 13 60 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

335620 Bacteria_16S 2253611 2253562 13 60 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
335620 Bacteria_16S 2272170 2272097 23 93 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

335620 Bacteria_16S 2278290 2278217 23 93 gi|219857548|ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
335620 Bacteria_16S 2284377 2284304 23 93 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter marinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 

335620 Bacteria_16S 2291838 2291765 23 93 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

335620 Bacteria_16S 2306906 2306857 13 60 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

335620 Bacteria_16S 2314507 2314458 13 60 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

335620 Bacteria_16S 2325166 2325117 13 60 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

335620 Bacteria_16S 2328181 2328132 13 60 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 2334176 2334127 13 60 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

335620 Bacteria_16S 2344650 2344601 13 60 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

335620 Bacteria_16S 2347681 2347632 13 60 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

335620 Bacteria_16S 2349190 2349141 13 60 gi|219857495|ref|NR_025083.1]| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

335620 Bacteria_16S 2364446 2364373 23 93 gi|219857485|ref|NR_025073.1| Haemophilus felis 
strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 2364576 Haemophilus felis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

335620 Bacteria_16S 2384109 2384060 13 60 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

335620 Bacteria_16S 2397750 2397716 13 47 gi|219857462|ref|NR_025050.1| Anaerobranca 


gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 


gottschalkii Bact 
Anaerobranca. 


eria; 


2396386 239781 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. 


8 Anaerobranca 
Incertae Sedis; 


335620 Bacteria_ 


kunsanensis strai 
kunsanensis Bacte 


Nocardiopsaceae; 
335620 Bacteria_ 


salina strain YIM 
Bacteria; Actinob 


Streptomonospora. 
335620 Bacteria_ 


quisquiliarum str 
quisquiliarum Bac 


Methylosarcina. 
335620 Bacteria_ 


strain AML-C10 16 
G 


Proteobacteria; 
335620 Bacteria_ 
didelphis strain 


didelphis Bacteri 


335620 Bacteria_ 


pyridinivorans st 
pyridinivorans Ba 
Rho 


Nocardiaceae; 
335620 Bacteria_ 
strain BD-87 16S 
Firmicutes; 
335620 Bacteria_ 


strain AS4.1521 1 


Methylobacter. 


335620 Bacteria_16S 
koreense strain J 
Firmicu 
335620 Bacteria_16S 


Bacteria; 


strain CCUG 30811 
Bacteria; 


Pseudoalteromonas 


335620 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


335620 Bacteria_16S 


strain DNP505 16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


335620 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobac 
335620 Bacteria_16S 


pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 


335620 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 
Micrococcaceae; A 


335620 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


335620 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


Bacil 


Proteob 
335620 Bacteria_16S 
maricaloris strai 
maricaloris Bacte 


acteria; Actinobacteridae; Actinomycet 


16S 2413086 2413013 23 93 gi|2 
ain AML-D4 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 
16S 2414650 2414577 23 93 


S ribosomal RNA, partial sequence 


gi|2 


ribosomal RNA, partial sequence 
lales; Planococcaceae; 
16S 2438885 2438836 13 


Viridibacillus. 


60 gil|2 


2440391 2440318 23 93 
ain Z-0021 16S ribosomal RNA, 
teria; Proteobacteria; 


gi 
complete 
Gammaproteobact 


2444988 2444943 17 60 gi 
GO7 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2446526 2446453 23 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 
2448031 2447958 23 93 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


e 


2494777 2494728 13 60 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2497673 2497624 13 60 
ribosomal RNA, partial sequence 


ue 
e; 


gi 


ne 
2511460 2511411 13 
16S rib 
acteria; 


60 gi 
osomal RNA, partial sequence 

Actinobacteridae; Actinomycetal 
2512968 2512919 13 60 gi 
7 16S ribosomal RNA, partial sequence 
teridae; Actinomycetales; Stre 
2514459 2514410 13 60 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


pt 


nc 
al 


2517487 2517438 13 60 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

2531112 2531067 17 


se 
id 


60 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
2567166 2567121 17 60 gi 
rain DSM 3853 16S ribosomal RNA, parti 


cteria; Firmicutes; Clostridia; Clostr 


al 
id 


335620 Bacteria_16S 


16S 2402300 2402251 13 60 gi| 219857459 |ref|NR_025047.1 
n HA-9T 16S ribosomal RNA, partial sequence 2400924 240237 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsis. 

16S 2409983 2409934 13 60 gi|219857454|ref|NR_025042.1 
90002 16S ribosomal RNA, partial sequence 2408577 2410105 Strept 


al 


se 
er 


2413261 24147 


ammaproteobacteria; Methylococcales; Methylococcaceae; Methylosa 
16S 2417775 2417730 17 60 gi|219857448|ref|NR_025036.1 
W94-11374-1 16S ribosomal RNA, partial sequence 2416361 241786 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
16S 2422396 2422347 13 60 gi| 219857445 |ref|NR_025033.1 
rain PDB9 16S ribosomal RNA, partial sequence 2421026 242250 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
dococcus. 

16S 2426984 2426939 17 60 gi|219857441|ref|NR_025029.1 


2425586 24269 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 
psychrophilus str 
psychrophilus Bac 


ne 
219857428 

s 
er 


219857423 


mi 
219857422 


na 
219857421 
qu 
ia 


219857387 
219857385 
2496307 24977 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


335620 Bacteria_16S 219857370 


219857369 


219857368 


219857366 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 


219857290 


es; Streptosporangineae; 
19857452 
quence 


ia; Meth 


ref|NR_025040.1 

2411699 241321 
ylococcales; Met 
19857451 


ref|NR_025039.1 


19857429|ref|NR_025017.1 


bacterineae; Nocardiacea 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


equence 
ia; Meth 


ref|NR_025011.1 
2443592 2445097 Planom 


crobium. 


ref|NR_025010.1 
2445148 2446624 Alishe 
dales; Alteromonadaceae; 
ref|NR_025009.1 

2446675 244812 
monadales; Pseud 


ence 
Altero: 


’ 


ref|NR_024975.1 
nce 2493400 249486 
Actinomycetales; Microc 


ref |NR_024973.1 


bacterineae; Nocardiacea 
ref|NR_024958.1 
68 2511541 Nocard 


ptosporangineae; 


25100 
es; Stre 
ref |NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref|NR_024956.1 
94 2514560 Xylani 
ococcineae; Pro 


25115 
osporang 


25130 
Micr 


e 
es; 


ref|NR_024954.1 
2516115 251756 
nomycetales; Mic 


quence 
ae; Acti 


ref|NR_024945.1 


ostridium. 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 


sequenc 
iales; V 


2594881 2594832 13 60 gi 


219857272 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Methylosarcina 
0 Methylosarcina 


hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Streptococcus 
5 Streptococcus 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 

Methylobacter 
1 Methylobacter 
hylococcaceae; 


Planomicrobium 
icrobium koreense 


Alishewanella fetalis 


wanella fetalis 


Alishewanella. 

Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Tetrasphaera 
9 Tetrasphaera 


occineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
e; 


Rhodococcus. 
Nocardiopsis trehalosi 


iopsis trehalosi 


Nocardiopsaceae; 


Nocardiopsis tropica 


iopsis tropica Bacteria; 
saceae; Nocardiopsis. 


Xylanimicrobium 


microbium pachnodae 
micromonosporaceae; 


Arthrobacter 


0 Arthrobacter 
rococcineae; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Anaeromusa 


8 Anaeromusa 
Anaeromusa. 


ref|NR_024903.1 


Mycobacterium tusciae 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


335620 Bacteria_16S 


335620 Bacteria_16S 
strain HPA92 16S 


335620 Bacteria_16S 


2600907 2600834 23 


Proteobacteria; 
2602461 2602388 23 


2604015 2603942 23 


93 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


93 


strain 177 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


335620 Bacteria_16S 


2605569 2605496 23 


93 


strain P925 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


335620 Bacteria_16S 


2610196 2610147 13 


Pseudonocardiaceae; Amycolatopsis. 


335620 Bacteria_16S 
strain DSM 44262 


335620 Bacteria_16S 


335620 Bacteria_16S 
mcmeekinii strain 
Bacteria; Firmicutes; 
335620 Bacteria_16S 


halotolerans strain NN 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacteria; Firmicutes; 
335620 Bacteria_16S 
strain CIP 103464 


335620 Bacteria_16S 
thomssenii strain DSM 


2613296 2613247 13 


2618033 2617960 23 


Firmicutes; 
2622593 2622548 17 


Bacillales; 
2628743 2628698 17 


Bacillales; 
2640885 2640836 13 


2656042 2655993 13 


44276 16S ribosomal RNA, partial sequence 


60 


60 


93 


Lactobacillales; 


60 


60 


60 


60 


gi 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial 


granulomatis Bacteria; Gammaproteobacteria; 


gi 
2601060 26025 
Pasteurellaceae; 
gi 


219857268 


219857267 


219857266 


Pasteurellales; 


ref|NR_024899.1 


ref |NR_024898.1 
Mannheimia. 


ref |NR_024897.1 


Mannheimia 


sequence 2599506 2601009 Mannheimia 
Pasteurellaceae; 


Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


2602614 2604117 Mannheimia varigena Bacteria; 


gi 
16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
gi 
selangorensis strain LMG 17710 16S ribosomal RNA, partial 
selangorensis Bacteria; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


335620 Bacteria_16S 
erythreum strain 


Nocardioidaceae; 
335620 Bacteria_16S 
strain ATCC 39419 


Kribbella. 
335620 Bacteria_16S 
taberi strain DSM 


Saccharopolyspora. 
335620 Bacteria_16S 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 
Saccharopolyspora. 


spinosa Bacteria; 
Pseudonocardiaceae; 
335620 Bacteria_16S 
strain MS1-3 16S 


335620 Bacteria_16S 
strain IFM 10088 


335620 Bacteria_16S 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


okhotskensis Bacteria; 
Psychrobacter. 
335620 Bacteria_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


2659083 2659034 13 


2660603 2660554 13 


2667945 2667896 13 


2669460 2669411 13 


2678565 2678516 13 


2689064 2689015 13 


2715947 2715874 23 
Proteobacteria; 


2720537 2720488 13 


Nocardiaceae; Nocardia. 


335620 Bacteria_16S 
strain AM31D 16S 
Firmicutes; 
335620 Bacteria_16S 


Bacillales; 


2726666 2726621 17 


Bacillaceae; 
2729752 2729707 17 


60 


60 


60 


60 


60 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


60 


93 


60 


60 


ribosomal RNA, partial sequence 
Bacillus. 


60 


gi 


NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Aeromicrobium. 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


43856 16S ribosomal RNA, partial sequence 26665 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 
26 


gi 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


gi 


gi 


gi 


Planomicrobium. 


2725265 27267 


Pasteurellaceae; 
gi 
2604168 26056 
Pasteurellaceae; 
gi 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; 


219857265 


219857259 


219857257 


219857254 


Lactobacillaceae; 


219857251 


S23F2 16S ribosomal RNA, partial sequence 26212 
Planococcaceae; 


219857246 


219857231 


219857221 


219857218 


219857217 
26592 


219857212 


Pseu 


219857211 


219857204 
77198 26786 


219857197 


219857178 
Pseud 
219857175 

sequenc 


Actino: 


219857170 


219857168 


Actinomycetales; 


26273 
Gracilibacillus. 


26395 


Actinomycetales; 


Prop 


mycetales; 


Mannheimia. 
ref |NR_024896.1 
Mannheimia. 


ref|NR_024890.1 


ref|NR_024888.1 


ref|NR_024885.1 


ref|NR_024881.1 


ref |NR_024876.1 


ref|NR_024859.1 


ref|NR_024849.1 
2654667 265613 


ref|NR_024846.1 
2657714 265918 
ales; 


ref |NR_024845.1 


ionibacterineae; 


ref|NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref |NR_024839.1 
2668117 266958 
es; 


ref|NR_024832.1 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_024806.1 

2714566 271605 
omonadales; Mora: 


ref|NR_024803.1 
e 2719156 272065 
Coryn 


ref |NR_024798.1 


ref|NR_024796.1 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Amycolatopsis 


2608828 2610322 Amycolatopsis 
Pseudonocardineae; 


Amycolatopsis alba 
alba Bacteria; 


Pseudonocardiaceae; Amycolatopsis. 


Paralactobacillus 


sequence 2616635 2618129 Paralactobacillus 
Paralactobacillus. 


Planomicrobium 


00 2622680 Planomicrobium mcmeekinii 


Gracilibacillus 


22 2628862 Gracilibacillus halotolerans 


Mycobacterium alvei 


12 2640976 Mycobacterium alvei Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Corynebacterium 
8 Corynebacterium 


Corynebacterineae; 


Aeromicrobium 
7 Aeromicrobium 


Propionibacterineae; 


Kribbella sandramycini 


38 2660707 Kribbella sandramycini 


Nocardioidaceae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


Pseudonocardineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Psychrobacter 
7 Psychrobacter 
xellaceae; 


Nocardia 
4 Nocardia 


ebacterineae; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


2728379 272981 


Alicyclobacillus 
6 Alicyclobacillus 


335620 Bacteria_16S 


strain GTC 854 16 
Firmicutes; 


strain IFO 16295 


strain SJS0289-JS 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


strain IFO 15467 
Proteobacteria; 


japonicum strain 
japonicum Bacteri 


335620 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


335620 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; 


strain JaH 16S ri 
Firmicutes; Bacil 


335620 Bacteria_16S 


Bacil 
335620 Bacteria_16S 


G 


335620 Bacteria_16S 


G 
335620 Bacteria_16S 


2769918 2769873 17 60 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2771435 2771386 13 60 


gi 


gi 


2815138 2815089 13 60 
bosomal RNA, partial sequence 


gi 


2834839 2834790 13 60 gi 
1 16S ribosomal RNA, partial sequence 


2875055 2875010 17 60 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2907052 2907003 13 60 gi 
1 16S ribosomal RNA, partial sequence 


s 


2931381 2931308 23 93 


gi 
ammaproteobacteria; Oceanospirillales; 
2932888 2932815 23 93 gi 
ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2938903 2938854 13 60 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 

2967657 2967584 23 


’ 


2 
1 
7 


93 gi 
ammaproteobacteria; Enterobacteriales; 
2984500 2984455 17 60 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2986001 2985952 13 60 


E 


gi 


ne 


oc 


ne 


ba 


219856852 


ne 


(e} 


219857138 
2768556 27700 


219857137 
16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 
strain Lp2 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 
strain MK703-102F 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 
naganoensis strai 
naganoensis Bacte 
335620 Bacteria_16S 


28334 


equence 


cillus. 


29056 


quence 


219846946 
6S ribosomal RNA, partial sequence 2966273 29677 


nterobac 


219846934 
2983106 29845 


219846933 


strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 29861 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


335620 Bacteria_16S 


strain IFO 15059 


ne 
2987523 2987474 13 60 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2989049 2989000 13 


ar 
da 


60 gi 


bacterin 


219846932 
tial seq 


e; Actin 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
335620 Bacteria_16S 3002836 3002791 17 60 gi| 219846922 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 30014 


Bacteria; Firmicu 


335620 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


335620 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


335620 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


335620 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


335620 Bacteria_16S 


strain HKI 0136 1 
Actinobacteria; A 


335620 Bacteria_16S 


faecitabidus stra 
faecitabidus Bact 
Rarobacteraceae; 


335620 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


tes; Bacillales; Paenibacillaceae; Brevi 
3023909 3023860 13 60 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3028434 3028385 13 60 
strain GKNTAUT 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; Clos 
3034536 3034491 17 60 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3039141 3039096 17 60 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 


3040637 3040588 13 


1 
er 


gi 
partia 
tr 
eq 
id 


Vagococcu 
60 gi 


Ss. 


ctinobacteridae; Actinomycetales; Cory 
3045204 3045155 13 60 gi 
in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 

3052817 3052732 18 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 


ne 


qu 


v 


100 gi 


, 


bacillus 


219846908 


sequence 
idae; Ac 


219846905 


1 sequen 
idiales; 


219846900 


uence 


iales; C 


219846897 
3037737 30392 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 


bacterin 


219846892 


ence 
Actinomy 


219846887 
complete sequence 3051418 30529 


Pelobact 


335620 Bacteria_16S 


3057435 3057362 23 93 gi 


bacterin 
219857107 
2813767 28152 
occineae 
219856901 


bacterin 
219856875 


bacterin 
219856836 
16S ribosomal RNA, partial sequence 2930007 29314 
ceanobac 
219856835 
se 
Oceanosp 
19856831 
sequence 
Actinomy 


ref|NR_024766.1| Bacillus okuhidensis 
07 Bacillus okuhidensis Bacteria; 


ref|NR_024765.1| Rhodococcus jostii 
50 Rhodococcus jostii Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_024735.1| Tetrasphaera elongata 
09 Tetrasphaera elongata Bacteria; 
; Intrasporangiaceae; Tetrasphaera. 
ref|NR_024722.1| Nocardia vinacea 
66 2834941 Nocardia vinacea Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024694.1| Pullulanibacillus 
2873633 2875172 Pullulanibacillus 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Oceanobacter kriegii 
kriegii Bacteria; 


ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024654.1 

2931509 293296 
irillales; Pseud 
ref|NR_024650.1 

2937540 293900 
cetales; Pseudon 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


ref|NR_026538.1| Dickeya paradisiaca 
69 Dickeya paradisiaca Bacteria; 
teriaceae; Dickeya. 

ref|NR_026526.1| Bacillus vedderi 

83 Bacillus vedderi Bacteria; 


ref|NR_026525.1| Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_026524.1] Rhodococcus 

uence 2986156 2987629 Rhodococcus 
omycetales; Corynebacterineae; 


ref|NR_026523.1| Skermania piniformis 

56 Skermania piniformis Bacteria; 

eae; Gordoniaceae; Skermania. 

ref|NR_026514.1| Brevibacillus 

33 3002946 Brevibacillus thermoruber 

ref|NR_026500.1 
3022528 302398 

tinomycetales; C 


Gordonia 
4 Gordonia 
orynebacterineae; 


ref |NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref |NR_026492.1 
3033166 303464 
lostridiaceae; Clostridium. 
ref|NR_026489.1| Vagococcus fluvialis 
05 Vagococcus fluvialis Bacteria; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Clostridium 
4 Clostridium 


ref|NR_026488.1| Gordonia alkanivorans 
45 Gordonia alkanivorans Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_026484.1| Rarobacter 

3043846 3045309 Rarobacter 
cetales; Micrococcineae; 


ref|NR_026479.1| Malonomonas rubra 
42 Malonomonas rubra Bacteria; 
eraceae; Malonomonas. 


219846884 


dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 


ref|NR_026476.1| Succinivibrio 
3056079 3057541 Succinivibrio 


dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Succinivibrio. 
335620 Bacteria_ 


amylolytica strai 
amylolytica Bacte 


Succinimonas. 
335620 Bacteria_ 


mediterraneus str 
mediterraneus Bac 


Sulfitobacter. 
335620 Bacteria_ 


strain ORS 992 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


335620 Bacteria_ 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


335620 Bacteria_ 


strain TA68 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


335620 Bacteria_ 


strain TAGA27 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
335620 Bacteria_16S 
amylophilus strai 
Proteob 
335620 Bacteria_16S 
confusum strain D 
confusum Bacteria 
Corynebacteriacea 
335620 Bacteria_16S 


Bacteria; 


strain F98.3HR69 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


335620 Bacteria_16S 


strain HK1 0089 1 


Actinobacteria; Actinoba 
335620 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; 


falsenii CCUG 336 


Bacteria; Actinob 


Corynebacterium. 


335620 Bacteria_16S 
intestinalis stra 
intestinalis Bact 


Desulfovibrio. 


335620 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 
335620 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


335620 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphapro 
335620 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


335620 Bacteria_16S 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 


16S 3058975 3058902 23 93 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


16S 3063485 3063412 23 93 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


16S 3076814 3076734 23 100 


S ribosomal RNA, partial sequence 


gi 


16S 3084570 3084525 17 60 gi 
ain L-64 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
Xs 
16S 3093412 3093363 13 60 


ibosomal RNA, partial sequence 


gi 


Micr 
16S 3094929 3094880 13 60 gi 
ribosomal RNA, partial sequence 
Micr 
3096484 3096411 23 93 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3098058 3098009 13 60 gi 
MMZ 2439 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3099511 3099462 13 


60 gi 


3108405 3108332 23 93 
RNA, complete sequence 
teobacteria; Rhodobacterales; R 
3109870 3109797 23 93 gi 
RNA, complete sequence 
teobacteria; Rhodobacterales; R 
3120580 3120531 13 60 gi 


gi 
osomal 


osomal 


219846883 
se 
ia; 


219846880 
s 
er 


219846871 
3075492 30769 
bi 
219846866 
qu 
na 


219846860 
3092041 30935 
oc 
219846859 
3093562 30950 
oc 
219846858 
en 
da 
219846857 
qu 
ti 


219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 
strain N2 16S rib 
Proteobacteria; Alphapro 
335620 Bacteria_16S 
strain N1 16S rib 
Proteobacteria; Alphapro 
335620 Bacteria_16S 


oc 
219846850 
3107102 31085 
ho 
219846849 
3108566 31099 
ho 
219846842 


quence 


; Aeromo 


equence 
ia; 


aceae; 


ence 
erobacte 


occineae 


occineae 


ce 30950 
les; Suc 


ence 
nomyceta 


occineae 


dobacter 


dobacter 


Rhod 


R 


Suc 


ref|NR_026475.1 
3057592 305905 
nadales; Succini 


ref |NR_026472.1 

3062186 306360 
obacterales; Rho 
ref |NR_026463.1 
hizobium/Agrobac 
ref |NR_026458.1 


3083185 308466 
rales; Thermoana 


ref |NR_026452.1 


7 Mi 
ref 


crococcaceae 
NR_026451.1 
; Micrococcaceae 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
NR_026449.1 
7 
Corynebacte 
ref |NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref |NR_026442.1 


acea 
ref 


e; Rhodovulu 
NR_026441.1 


acea 
ref 


e; Rhodovulu 
NR_026434.1 


MMZ 241 
Actin 
Corynebacterium. 


v 
e; 


5 16S ribosomal RNA, partial se 
obacteria; Actinobacteridae; Ac 


ence 
nomyceta 


qu 
ti 


3 


les; 


119211 31205 


Corynebact 


9 
e 


Proteob 
335620 Bacteria_16S 


3133954 3133905 13 
6S ribo 


60 gi 
cteridae; Actinomycetales; Micr 
3144466 3144393 23 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodobac 
3149016 3148967 13 60 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


oc 


’ 


al 


3152075 3152041 13 
in KMS2 
eria; P 


47 gi 
16S ribosomal RNA, partial seq 
roteobacteria; Deltaproteobacte 


3153612 3153563 13 
16S rib 


60 gi 
cteridae; Actinomycetales; Micr 
3162794 3162721 23 93 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


oc 


ri 


3164257 3164184 23 
172 16S 


93 gi 
ribosomal RNA, partial sequenc 
teobacteria; Rhodobacterales; R 
3174959 3174914 17 60 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3200997 3200948 13 60 gi 


e 
ho 


S; 


219846833 
somal RNA, partial sequence 3132587 31340 


219846826 


te. 
219846823 


219846821 
ue 
ed: 


219846820 
osomal RNA, partial sequence 3152235 31537 
occineae; 
219846814 
eq 


219846813 


219846805 


occineae 


31431 
rales; R 


31476 


es; Cory 


nce 


a; Desul 


uence 
a; Rhodo 


31629 
dobacter 


31735 
Thermoa 


219846788 


ref |NR_026425.1 


; Dermacoccaceae 
ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


ref |NR_026413.1 
150676 315218 


fovibrionales; D 


Ww 


ref |NR_026412.1 


7 iIn 
ref 


trasporangia 
NR_026406.1 
161511 316291 
bacterales; Rhod 


Ww 


ref|NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 


cinivibrionaceae; 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Sulfitobacter 
0 Sulfitobacter 


dobacteraceae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Thermoanaerobacter 

6 Thermoanaerobacter 

erobacteraceae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Corynebacterium 
1 Corynebacterium 
rineae; 


, 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Corynebacterium 
3 Corynebacterium 
rineae; 


Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Antarctobacter 

0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 


’ 


ref|NR_026380.1 
319961 


Corynebacterium 
4 3201013 Corynebacterium 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


335620 Bacteria_16S 3202437 3202388 13 60 gi 


Corynebacterium. 
335620 Bacteria_16S 
mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 
335620 Bacteria_16S 
sundsvallense str 
sundsvallense Bac 
Corynebacteriaceae; Corynebacterium. 

335620 Bacteria_16S 3214399 3214350 13 
lipophiloflavum s 
lipophiloflavum B 
Corynebacteriaceae; Corynebacterium. 

335620 Bacteria_16S 3215921 3215872 13 
imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 
335620 Bacteria_16S 
strain DSM 11140 


3206900 3206851 13 60 gi 


3208424 3208375 13 60 gi 


60 gi 


60 gi 


3226522 3226473 13 60 gi 


335620 Bacteria_16S 3235646 3235612 13 47 
lipolytica strain 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
335620 Bacteria_16S 3237199 3237150 13 60 
griseocarneus strain DSM 40004 16S ribosomal RNA, 
griseocarneus Bac 
Streptomycetaceae; Streptomyces. 
335620 Bacteria_16S 3256747 3256698 13 60 gi 
lucentensis strain DSM 44048 16S ribosomal RNA, partial 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsaceae; Nocardiopsis. 
335620 Bacteria_16S 3258260 3258211 13 
strain DSM 40297 
Actinobacteria; Actinobacteridae; Actinomycetales; 
335620 Bacteria_16S 3259772 3259723 13 60 
strain DSM 43377 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
335620 Bacteria_16S 3261282 3261233 13 60 gi 
dassonvillei subsp. albirubida strain DSM 40465 16S rib 
Nocardiopsis dassonvillei subsp. 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
335620 Bacteria_16S 3264267 3264194 23 93 gi 
australicum strain IFAM ST1306 16S ribosomal RNA, parti 
australicum Bacteria; Proteobacteria; Alphaproteobacter 
335620 Bacteria_16S 3288558 3288513 17 60 gi 
islandicus strain Rlha3 16S ribosomal RNA, partial sequ 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; T 
335620 Bacteria_16S 3311457 3311423 13 47 gi 
strain 1A-C 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 3322046 3321997 13 60 gi 
strain DSM 44140 


gi 


gi 
compl 


60 gi 


Stre 
gi 


S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 


train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


JW265 16S ribosomal RNA, partial sequ 
Syntro 


teria; Actinobacteria; Actinobacterida 


e; 


al 


oc 


e; 


s 


pt 


pt 
Os 
No 


al 
ia 


en 
he 


oc 


ne 


ce 
al 


ia 


ti 
da 


et 


219846787 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


219846784 
32055 
Cory 


es; 


219846783 
1 sequen 
Actinomycet 


219846778 
al seque 
Actin 


e; 


219846777 


32145 
es; 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
219846764 
en 


ph 


ce 32342 


219846750 


equence 


Actinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
osporang 
219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
osporang 
219846747 
omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


cardiops 


219846745 


sequenc 


’ 


ce 32871 
rmodesul 


219846713 
3310081 33114 


occineae 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


bacterin 


Cory 


occineae; 


omonadac 
219846763 
e sequen 
Actinomycet 


Rhizob 
219846729 


ref |NR_026379.1 


eae; Corynebact 
ref |NR_026376.1 
25 3207001 Coryn 
nebacterineae; 


ref|NR_026375.1 
ce 3207052 320851 
ales; Coryn 


ref 
nce 
omyc 


NR_026370.1 
321302 
etales; Cory 


ref |NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 
ref |NR_026362.1 
; Intrasporangi 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026355.1 
ce 3235806 323732 
ales; Strept 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


ref|NR_026341.1 


inea 
ref 


e; Nocardiop 
NR_026340.1 


inea 
ref 
pa 


e; Nocardiop 
NR_026339.1 
rtial sequen 


is. 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026305.1 
7 Bo 
ref 


goriellaceae 
NR_026297.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
335620 Bacteria_16S 3323563 3323518 17 60 gi|219846704|ref|NR_026296.1 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 332367 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaer 
Incertae Sedis; Thermoanaerobacterium. 

335620 Bacteria_16S 3325101 3325052 13 60 gi|219846702|ref|NR_026294.1 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 332519 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
Micromonosporaceae; Dactylosporangium. 

335620 Bacteria_16S 3326628 3326579 13 60 gi|219846701|ref|NR_026293.1 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactyl 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Dactylosporangium. 

335620 Bacteria_16S 3328149 3328100 13 60 gi|219846700|ref|NR_026292.1 


e. 
c 


e 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 
e 


riaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 
a 


ceae; Janibacter. 
Thermosyntropha 
syntropha lipolytica 
opha. 
Streptomyces 
0 Streptomyces 
omycineae; 


Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


45 Nocardiopsis listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


56 Nocardiopsis alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Thermodesulfovibrio 
desulfovibrio islandicus 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 

Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 


matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 


matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Dactylosporangium. 
335620 Bacteria_16S 3329668 3329619 13 


60 


gi|219846699 


ref|NR_026291.1 


Dactylosporangium 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Dactylosporangium. 
335620 Bacteria_16S 
strain DSM 43040 


3331197 3331148 13 


335620 Bacteria_16S 
strain DSM 44183 


3337210 3337161 13 


60 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


60 


16S ribosomal RNA, partial sequence 3335845 33373 


gi| 219846698 


gi|219846694 


ref|NR_026290.1 


ref |NR_026286.1 
03 Mycobacterium 


Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 
omonosporineae; Micromonosporaceae; 


Pilimelia. 
Mycobacterium hodleri 
hodleri Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


335620 Bacteria_16S 3338720 3338671 13 


60 


gi| 219846693 


ref |NR_026285.1 


Mycobacterium 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 


parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 3340232 3340183 13 


austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 3344801 3344752 13 


inositola DSM 43819 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonospora. 


335620 Bacteria_16S 3346329 3346280 13 


aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonospora. 


335620 Bacteria_16S 3347855 3347806 13 


halophytica DSM 43171 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


335620 Bacteria_16S 3349381 3349332 13 


coerulea DSM 43143 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


335620 Bacteria_16S 3355525 3355476 13 


tyrofermentans strain CNRZ 926 16S ribosomal RNA, 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actino: 


Dermabacteraceae; 
335620 Bacteria_16S 


Brachybacterium. 
3358648 3358599 13 


2 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; 
335620 Bacteria_16S 


Brachybacterium. 
3360212 3360163 13 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomy: 


Dermabacteraceae; Brachybacterium. 
335620 Bacteria_16S 3363356 336331117 


strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 33634 
Salimicrobium. 


Firmicutes; Bacillales; 
335620 Bacteria_16S 


Bacillaceae; 
3378450 3378401 13 


60 


60 


60 


60 


60 


60 


60 


60 


60 


60 


strain M17C 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


3381519 3381470 13 
16S ribosomal RNA, 


335620 Bacteria_16S 
strain DSM 44015 


335620 Bacteria_16S 3395047 3394998 13 


strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


335620 Bacteria_16S 3396556 3396507 13 


citrea strain DSM 43110 16S ribosomal RNA, partial sequence 33951 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Promicromonospora. 
335620 Bacteria_16S 
strain DSM 43852 


3398059 3398010 13 


335620 Bacteria_16S 3399586 3399537 13 


60 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


60 


60 


60 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


60 


complete sequen 


gi| 219846692 


gi|219846688 
33434 


gi|219846687 
33449 


gi| 219846686 
33464 


gi|219846685 
33480 


gi|219846680 


gi|219846678 


gi|219846677 


gi|219846675 


gi|219846664 
3377063 33785 


gi| 219846662 
33801 
Cory 
gi|219846649 


Actinomycetales; Microc 


ref|NR_026284.1 


ref|NR_026280.1 


ref |NR_026279.1 


ref|NR_026278.1 
omonosporineae; 
ref |NR_026277.1 
omonosporineae; 


ref |NR_026272.1 
ce 3354134 335564 


ref |NR_026270.1 
3357257 335877 


ref |NR_026269.1 
3358821 336033 
cetales; Microco 


ref |NR_026267.1 
41 Salimicrobium 


ref |NR_026256.1 


; Dermacoccaceae 
ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026241.1 


Corynebacterineae; 


Mycobacterium 


3338864 3340325 Mycobacterium 
Corynebacterineae; 


Micromonospora 


22 3344899 Micromonospora inositola 


Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


76 3347951 Micromonospora halophytica 


Micromonosporaceae; 


Micromonospora 


02 3349477 Micromonospora coerulea 


Micromonosporaceae; 


Brachybacterium 
5 Brachybacterium 


mycetales; Micrococcineae; 


Brachybacterium 
0 Brachybacterium 
occineae; 


Brachybacterium 
2 Brachybacterium 


ccineae; 


Salimicrobium album 
album Bacteria; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 

Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


; Brevibacteriac 


gi| 219846648 


gi|219846647 


ref |NR_026240.1 
98 3396650 Promic 
ococcineae; 


ref|NR_026239.1 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


Promicromonosporaceae Hi 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


; Cellulomonadac 


gi|219846646 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


eae; Oerskovia. 


ref|NR_026238.1 
3398202 339968 


Arthrobacter 
5 Arthrobacter 


335620 Bacteria_ 
strain DSM 20119 


335620 Bacteria_ 
strain DSM 20138 


335620 Bacteria_ 


histidinolovorans 
histidinolovorans 
Micrococcaceae; Arthrobacter. 


335620 Bacteria_ 
strain DSM 20116 


16S 3402647 3402598 13 60 gi 


16S 3404185 3404136 13 60 gi 


16S 3405715 3405666 13 60 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
16S 3407242 3407193 13 


60 gi 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
219846642 
ar 


ri 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 


ref 


7 Mi 
ref 


occineae 


occineae; Mi 
ref 
tial sequenc 


dae; Act 


ref 


49 Arthrobacter 


85 Arthrobacter 


inomycetales; Mi 


45 Arthrobacter 


NR_026236.1 


crococcaceae 
NR_026235.1 


crococcacea 


NR_026234.1 
e 340433 


NR_026233.1 


Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


v 


Arthrobacter aurescens 


aurescens Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
335620 Bacteria_16S 3417807 3417773 13 47 gi|219846633|ref|NR_026225.1]| Actinomyces 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

335620 Bacteria_16S 3420791 3420718 23 93 gi|219846631|ref|NR_026223.1| Pseudoalteromonas 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 


Bacteria; 


pilosum Bacteria; 


Corynebacteriacea 
335620 Bacteria_16S 


radioresistens DS 
Bacteria; 


Proteobacteria; 


strain DSM 6964 1 
Proteobacteria; 


Acinetobacter. 


335620 Bacteria_16S 


baumannii strain 


baumannii Bacteri 
335620 Bacteria_16S 


strain DSM 20315 


strain DSM 20032 


strain DSM 20550 


strain DSM 20541 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
335620 Bacteria_16S 


nicotinovorans st 


Proteob 
Pseudoalteromonas 
335620 Bacteria_16S 
luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 
335620 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
aurantia Bacteria 
Pseudoalteromonas 
335620 Bacteria_16S 
amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 
335620 Bacteria_16S 
pilosum strain AT 


Proteob 
335620 Bacteria_16S 
DSM 2403 16S ribo 
G 
335620 Bacteria_16S 


G 
335620 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 


acteria; Gammaproteobacteria; Alteromo 
3423753 3423680 23 93 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 


3426714 3426641 23 93 gi 


; Proteobacteria; Gammaproteobacteria; 


3432546 3432497 13 60 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

3435352 3435303 13 60 gi 
CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

3438177 3438104 23 93 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3439687 3439614 23 93 gi 


ammaproteobacteria; Pseudomonadales; M 
3441196 3441123 23 93 gi 


ammaproteobacteria; Pseudomonadales; M 
3442706 3442633 23 93 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


e 
ri 


3444215 3444142 23 93 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3453527 3453478 13 60 gi 


’ 


oc 


6S 3455053 3455004 13 60 gi 


oc 


6S 3456582 3456533 13 60 gi 


oc 


6S 3458111 3458062 13 60 gi 


oc 
3459605 3459556 13 60 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


al 
e; 


3461125 3461076 13 60 
rain DSM 420 16S ribosomal RNA, 


gi 


na 


219846629 
ia 
er 


219846627 
eq 
Alteromon 


219846623 
s 
Ac 


219846620 
qu 
in 


219846618 
en 
na 
219846617 
somal RNA, partial sequence 3438312 3439771 Aci 
or 
219846616 
6S ribosomal RNA, partial sequence 3439822 344 
or 
219846615 


219846614 
se 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_1l 219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_1 219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_1 219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


335620 Bacteria_16S 219846603 


dales; Pseud 
ref 
1 sequen 
ia; Alteromo 
ref 
uence 
adal 


ref 
equence 
tinomycetale 
ref 
ence 

omycetales; 
ref 
ce 343 
dales; 


68 
Morax 
ref 
toba 
ae; 
ref 


ne 
axellace 
12 


axellaceae; 
ref 
sequen 


a; Pse 


ce 


udomon 


ref 
quence 

Pseudomonada 
ref 
occineae; Mi 
ref 
> Mi 
ref 


occineae 


7 Mi 
ref 


occineae 


7 Mi 
ref 


occineae 


sequenc 
Actinomycet 


219846602 
complete sequence 3459743 3461210 Arthrobacter 


ce 3422380 34238 


3425334 34 


3431175 34 


3433993 34 


03 3438261 Acinet 


80 Acinetobacter 


3441331 34427 


3442841 34442 


68 Arthrobacter 


69 Nesterenkonia 


e 3458220 345969 


oalteromonad 
NR_026221.1 
1 
nadales; Pse 
NR_026219.1 
2676 
es; Pseudoal 
NR_026215.1 
3257 
s; Corynebac 
NR_026212.1 
3537 


Corynebacter 


NR_026210.1 


ellaceae; Ac 
NR_026209.1 
cter lwoffii 
Acinetobacte 
NR_026208.1 


Acinetobacte 
NR_026207.1 
9 
adales; Mora 
NR_026206.1 
9 
les; Moraxel 
NR_026200.1 


crococcaceai 
NR_026199.1 


crococcaceae 
NR_026198.1 


crococcaceae 
NR_026197.1 


crococcaceae 
NR_026195.1 


ales; Microc 


ref 


aceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
3 Corynebacterium 
ineae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 
ey 
Acinetobacter junii 
junii Bacteria; 
i, 

Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
e: 


Micrococcus. 
Kocuria kristinae 


v 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter agilis 


agilis Bacteria; 


’ 


Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


, 


NR_026194.1 


Arthrobacter 


nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


335620 Bacteria_16S 3462647 3462598 13 60 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

335620 Bacteria_16S 3464169 3464120 13 60 gi|219846600|ref|NR_026192.1]| Arthrobacter 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

335620 Bacteria_16S 3465693 3465644 13 60 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

335620 Bacteria_16S 3467215 3467166 13 60 gi|219846598|ref|NR_026190.1| Arthrobacter 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 3465830 3467301 Arthrobacter 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

335620 Bacteria_16S 3468737 3468688 13 60 gi|219846597|ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

335620 Bacteria_16S 3470263 3470214 13 60 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 


strain DSM 20133 


globiformis strai 


globiformis Bacte 


Arthrobacter. 


335620 Bacteria_16S 


strain DSM 43205 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


strain DSM 4954 1 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


335620 Bacteria_16S 


strain 6843 DSM 1 


strain DSM 3133 1 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


335620 Bacteria_16S 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
335620 Bacteria_16S 


strain DSM 20425 


pseudalcaliphilus 
pseudalcaliphilus 


335620 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


335620 Bacteria_16S 


G 
335620 Bacteria_16S 


oc 
3471783 3471734 13 60 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


3473290 3473241 13 60 gi 


3474825 3474776 13 
16S ribosomal RNA, 


60 gi 
complete sequence 
3476348 3476299 13 


60 gi 


3477874 3477825 13 60 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3479426 3479392 13 


al 
e; 
47 gi 
no: 


3488502 3488453 13 60 gi 
oc 
3493104 3493055 13 60 gi 
ATCC 43826 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3499081 3499047 13 47 gi 
16S ribosomal RNA, partial sequence 


se 


no: 


3503472 3503423 13 60 gi 
oc 
3535415 3535370 17 60 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 


3541681 3541636 17 60 gi 


il 


Bacillus. 
60 


lales; Bacillaceae; 
3544792 3544747 17 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

3587398 3587325 23 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3602841 3602807 13 47 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 


gi 


gi 
et 


AS 
; 


ne 


ne 


ne 


id 


16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


equence 


Actinomyc 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


34734 


sequenc 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
335620 Bacteria_16S 


mycineae 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


occineae 


219846581 


quence 
ae; Acti 


219846577 


34976 


occineae 


219846553 
eq 


uence 
laceae; 


219846549 
6S ribosomal RNA, complete sequence 3540266 35417 


219846547 
complete sequence 3543393 35448 


219846518 
3585997 35874 


hylococec 


219846505 


sequence 
Actinomy 


3608880 3608831 13 60 gi 


219846500 


hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 


occineae 
219846595 


bacterin 
219846593 


bacterin 
219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
335620 Bacteria_16S 


bacterin 
219846591 


Actinomycet 


mycineae; 
219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


48 Arthrobacter 
> Mi 
ref|NR_026187.1 

3470399 34718 
etales; Microco 


ref|NR_026186.1 
93 Rhodococcus o 
eae; Nocardiace 
ref|NR_026185.1 
44 3474924 Rhodo 
eae; Nocardiace 
ref|NR_026184.1 


eae; Nocardiace 
ref |NR_026183.1 
e 3476498 34779 
ales; Coryn 


ref|NR_026182.1 
43 Actinomyces g 
; Ac 
ref |NR_026176.1 
02 Actinotalea f 
7 Ce 
ref|NR_026173.1 

3491744 34932 
nomycetales; Co 


, 


ref|NR_026169.1 
92 3499120 Actin 
; Actinomycetac 
ref|NR_026166.1 
Br 


evibacteria 


ref|NR_026141.1 
87 Bacillus r 


ref|NR_026139.1 
98 Bacillus pseu 


ref|NR_026110.1 
56 Methylomonas 
acea 
ref |NR_026097.1 

3601450 36029 
cetales; Actino 


ref|NR_026092.1 


crococcaceae 


6 
c 


a 


Cc 
a 


7 
e 


tinomycetace 


1llulomonadac 
0 


r 


O: 
e 


e; Methylomo 


4 
mycineae; 


citreus Bacteria; 
Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


’ 


Rhodococcus opacus 

pacus Bacteria; 

e; Rhodococcus. 
Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 

Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 
a 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Actinomyces georgiae 

eorgiae Bacteria; 

ae; Actinomyces. 

Actinotalea fermentans 

ermentans Bacteria; 

eae; Actinotalea. 
Mycobacterium 

9 Mycobacterium 

ynebacterineae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 
c 


eae; Brevibacterium. 
Bacillus 
4 Bacillus 


Bacillus clarkii 
kii Bacteria; 


Bacillus pseudofirmus 
dofirmus Bacteria; 


Methylomonas fodinarum 
fodinarum Bacteria; 

nas. 

Actinomyces 

5 Actinomyces 


Mycobacterium 


3607525 3608920 Mycobacterium 


hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 

335620 Bacteria_16S 3610386 3610341 17 
strain NCIMB 629 
Firmicutes; Bacillales; Planococcaceae; 
335620 Bacteria_16S 3616453 3616404 13 
strain 1066 16S r 
335620 Bacteria_16S 3617963 3617914 13 
komossense strain 
Bacteria; Actinob 
Mycobacterium. 
335620 Bacteria_16S 
subsp. paratuberc 


3623593 3623544 13 


Corynebacterineae; 
335620 Bacteria_16S 
strain 3015 16S r 


3625094 3625045 13 


335620 Bacteria_16S 
strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 
335620 Bacteria_16S 
strain Dfr2 16S r 
Proteobacteria; 
335620 Bacteria_16S 
succiniciproducen 
succiniciproducens Bacteria; 
Anaerobiospirillum. 
335620 Bacteria_16S 
strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 
335620 Bacteria_16S 
bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; Mycobacterium. 

335620 Bacteria_16S 3683168 3683095 23 
arcticus strain 2 
Bacteria; Proteob 
335620 Bacteria_16S 
strain P-172-71 1 
Proteobacteria; 
335620 Bacteria_16S 


3626639 3626590 13 
16S ribosomal RNA, 


3631368 3631283 18 


3634350 3634277 23 


3637384 3637335 13 


3664977 3664928 13 


3695320 3695247 23 


3696756 3696683 23 


porcinus strain NM319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 


Bacteria; Proteob 
335620 Bacteria_16S 
hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 

335620 Bacteria_16S 


3722324 3722275 13 


3726836 3726787 13 


rugatobispora strain IFO 14382 16S ribosomal RNA, parti 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; Actinomadura. 
335620 Bacteria_16S 3729743 3729694 13 


luteofluorescens strain 04745 16S ribosomal RNA, partia 
luteofluorescens Bacteria; Actinobacteria; Actinobacter 


Thermomonosporaceae; Actinomadura. 
335620 Bacteria_16S 3762473 3762388 18 


60 


16S ribosomal RNA, partial sequence 3608971 36104 


Planococcus. 
60 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


60 


Ko2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


60 


ulosis strain 5617 16S ribosomal RNA, 
avium subsp. paratuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 


60 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


60 


complete sequence 
acteria; Actinobacteridae; Actinomycet 


100 


ibosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales 


93 


s strain S411 16S ribosomal RNA, parti 
Proteobacteria; 


60 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


60 


DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


93 


38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 


93 


6S ribosomal RNA, partial sequence 3693916 36953 
Gammaproteobacteria; Pasteurellales; Pa 


3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; 
335620 Bacteria_16S 3824476 3824403 23 
parahaemolyticus 
parahaemolyticus 
Haemophilus. 
335620 Bacteria_16S 
strain NCTC 3438 
Bacteria; Proteob 
335620 Bacteria_16S 


Bacteria; 


3826007 3825934 23 
16S ribosomal RNA, 


3882166 3882121 17 


Proteobacteria; 


strain 536 16S ribosomal RNA, complete 


acteria; Gammaproteobacteria; Pasteure 


Gammaproteob 


gi|219846499 


gi|219846495 
3615060 36165 


219846494 
36165 
Cory 


gi 


ales; 
219846490 
partial se 
Actinobac 
ob 
gi| 219846489 
3623734 36252 


gi 


219846488 
36252 
Cory 


gi 


ales; 
gi|219846485 
3629961 36314 
; Geobacte 
219846483 
al sequenc 
acteria; 


gi 


219846481 
36360 
Cory 


gi 


ales; 
219846462 
equence 

inomycet 


gi 


219846449 
36818 
terales; R 
219846441 


gi 


gi 


re 


£|NR_026091.1 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


re 
15 


eae; 


re 


£|NR_026087.1 
Mycobacterium 


£|NR_026086.1 


Mycobacteri 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 


66 3618027 Mycobacterium komossense 


neba 


re 


quence 
teridae; 
acterium avi 


re 
17 


eae; 


re 
68 


nebacterineae; 


re 


£|NR_026082.1 


362222 


um complex ( 
£|NR_026081.1 
Mycobacterium 
Mycobacteri 
£|NR_026080.1 
3626729 Mycob 


£|NR_026077.1 


cterineae; Mycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


Actinomycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium szulgai 


acterium szulgai 
Mycobacteriaceae; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


race 


re 


e 3633011 363447 
Aeromonadales; 


re 
02 


nebacterineae; 


re 


ales; 


re 
64 


hodobacteraceae; 


re 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 


steurellaceae. 

93 gi|219846439|ref|NR_026030.1 
ce 3695371 3696836 Actino 
llales; Pasteurellaceae; 

60 gi|219846420|ref|NR_026011.1 
ce 3720952 3722442 Mycoba 
ales; Corynebacterineae; M 

60 gi|219846417|ref|NR_026008.1 
al sequence 3725501 372690 

Actinomycetales; Strept 

60 gi|219846415|ref|NR_026006.1 
1 sequence 3728410 372981 
idae; Actinomycetales; Str 

100 gi| 219846391 |ref|NR_025982.1 

3761076 37625 

Desulfuromonadales; Geobacteraceae; Geobacte 
93 gi| 219846347 |ref|NR_025938.1 
sequence 3823071 382454 
Gammaproteobacteria; Pasteurellales; P 
93 gi| 219846346 |ref|NR_025937.1 
complete sequence 3824598 3826078 Avibac 

llales; Pasteurellaceae; 

60 gi|219846308|ref|NR_025898.1 


ae; Geobacte 


£|NR_026075.1 


£|NR_026073.1 
3637503 Mycoba 


£|NR_026054.1 
3663577 366509 
; Corynebact 
£|NR_026040.1 
3683252 Octade 


£|NR_026032.1 


r. 
Anaerobiospirillum 

8 Anaerobiospirillum 

Succinivibrionaceae; 


Mycobacterium duvalii 
cterium duvalii 


Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura 
8 Actinomadura 


eptosporangineae; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


rs 

Haemophilus 

7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 
terium volantium 


Avibacterium. 


3880766 388228 


Thermoanaerobacter 
7 Thermoanaerobacter 


335620 Bacteria_16S 


brockii subsp. fi 


Thermoanaerobacte 


335620 Bacteria_16S 
in IFO 12536 16S ribosomal RNA, partia 


okeanokoites stra 
okeanokoites Bact 


335620 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


strain MB-G2 16S 


chungwhensis stra 
chungwhensis Bact 


335620 Bacteria_16S 


strain CM2104 16S 


strain SW-154 16S 
Proteobacteria; G 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


335620 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


335620 Bacteria_16S 


stackebrandtii st 


stackebrandtii Bacteria; 
335620 Bacteria_16S 
CsHg2 16S ribosomal RNA, partial sequence 40 
Firmicutes; Bacillales; Alicyclobacillaceae; 
335620 Bacteria_16S 


vulcanalis strain 
Bacteria; 


strain JC1078 16S 


alkalitolerans st 


Micrococcaceae; C 


335620 Bacteria_16S 


strain YIM 90010 


3883739 3883694 17 


rales; 
3931247 3931202 17 


Firmicutes; 
3954705 3954632 23 


eria; 


3956142 3956069 23 


4004987 4004942 17 


Firmicutes; 
4012493 4012444 13 


eria; 


4018473 4018400 23 


4054834 4054785 13 


4059363 4059314 13 


itricoccus. 
4062341 4062292 13 


4063869 4063820 13 


Bacillales; 


Bacillales; 


nnii strain AKo-1 16S ribosomal RNA, partial sequenc 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


60 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
e 3882338 3883860 
finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacter. 

60 gi|219846274|ref|NR_025864.1| Planomicrobium 

1 sequence 3929851 3931322 Planomicrobium 
Planococcaceae; Planomicrobium. 
93 gi|219846256|ref|NR_025846.1| Rhodovulum 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
335620 Bacteria_16S 
in BH030062 16S ribosomal RNA, partial 


ain W4 16S ribosomal RNA, partial sequence 39533 
acteria; Alphaproteobacteria; Rhodobac 
335620 Bacteria_16S 


terales; 


gi|219846255 


3954838 39562 


ref|NR_025845.1 


99 3954787 Rhodovulum sulfidophilum 
Rhodobacteraceae; 


Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


aceae; Rhodovulum. 
60 gi|219846222|ref|NR_025812.1| Pontibacillus 
sequence 4003594 4005020 Pontibacillus 
Bacillaceae; Pontibacillus. 
60 gi|219846215|ref|NR_025805.1| Janibacter melonis 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
335620 Bacteria_16S 


93 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 
335620 Bacteria_16S 


60 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
335620 Bacteria_16S 
rain YIM 70010 16S ribosomal RNA, part 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 


60 


60 


16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 
335620 Bacteria_16S 


60 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

335620 Bacteria_16S 4074476 4074427 13 60 gi|219846170|ref|NR_025760.1 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 407456 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacteriaceae; Mycobacterium. 

335620 Bacteria_16S 4075964 4075915 13 60 gi|219846169|ref|NR_025759.1 


strain AS 4.1860 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
335620 Bacteria_16S 4086760 4086726 13 47 gi|219846162|ref|NR_025752.1 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40868 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
335620 Bacteria_16S 4110689 4110640 13 60 gi| 219846145 |ref|NR_025735.1 
strain HD9 16S ribosomal RNA, partial sequence 4109294 41108 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
335620 Bacteria_16S 4112255 4112206 13 60 gi|219846144|ref|NR_025734.1 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 41123 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
335620 Bacteria_16S 4113795 4113746 13 60 gi|219846142|ref|NR_025732.1 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 411388 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Brevibacterium. 

335620 Bacteria_16S 4116701 4116652 13 60 gi|219846140|ref|NR_025730.1 


16S ribosomal RNA, partial sequence 4074613 40 


strain W4937 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


gi| 219846211 


Al 
gi|219846184 
4053509 40 


219846181 
ia 


gi 
Act 
gi|219846178 
Streptospor 


gi|219846177 
complet 


760 


4011119 40125 


4017086 40185 


475 
icyclobacillus. 


549 
occineae; 


1 sequence 4057969 405944 
inomycetales; 
624 


ang 


e sequence 4062487 40639 


ref |NR_025801.1 


66 4049023 Alicyc 


ref|NR_025774.1 
29 Serinicoccus 

Intrasporangi 
ref|NR_025771.1 


ref|NR_025768.1 
ineae; Nocardiop 
ref|NR_025767.1 
9 


97 Janibacter melonis Bacteria; 
; Intrasporangiaceae; 


Janibacter. 
Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


4023103 4023030 23 93 gi|219846208|ref|NR_025798.1| Psychrobacter 
in JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

4039824 4039775 13 60 gi|219846197|ref|NR_025787.1| Mycobacterium 

LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

4044369 4044324 17 60 gi|219846191|ref|NR_025781.1| Planococcus 

rain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 
4048948 4048903 17 60 gi|219846188|ref|NR_025778.1| Alicyclobacillus 


lobacillus vulcanalis 


Serinicoccus marinus 


marinus Bacteria; 
aceae; 


Serinicoccus. 
Citricoccus 
8 Citricoccus 


Micrococcineae; 


Nocardiopsis salina 


36 Nocardiopsis salina Bacteria; 


saceae; Nocardiopsis. 
Mycobacterium 

2 Mycobacterium 
cterineae; 


Mycobacterium 
2 Mycobacterium 


ynebacterineae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Brevibacterium 

5 Brevibacterium 

eae; Brevibacteriaceae; 


Rhodococcus gordoniae 


4115405 4116807 Rhodococcus gordoniae Bacteria; 


335620 Bacteria_16S 4121349 4121300 13 60 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
335620 Bacteria_16S 4124456 4124383 23 93 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

335620 Bacteria_16S 4125969 4125920 13 60 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

335620 Bacteria_16S 4172120 4172075 17 60 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

335620 Bacteria_16S 4173644 4173599 17 60 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

335620 Bacteria_16S 4196517 4196444 23 93 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
335620 Bacteria_16S 4200938 4200889 13 60 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

335620 Bacteria_16S 4217688 4217639 13 60 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

335620 Bacteria_16S 4222294 4222249 17 60 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

335620 Bacteria_16S 4232775 4232702 23 93 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

335620 Bacteria_16S 4234330 4234281 13 60 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
335620 Bacteria_16S 4244847 4244798 13 60 gi|219722939|ref|NR_024571.1| Brachybacterium muris 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
335620 Bacteria_16S 21010 20930 23 100 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

335620 Bacteria_16S 24057 23977 23 100 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 27121 27041 23 100 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 63483 63403 23 100 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
335620 Bacteria_16S 93468 93424 18 60 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

335620 Bacteria_16S 107385 107305 23 100 gi|265678991|ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

335620 Bacteria_16S 162235 162155 23 100 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 185051 184971 23 100 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 209729 209649 23 100 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 211280 211200 23 100 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 225075 225031 18 60 gi|265678913|ref|NR_029221.1| Peptococcus niger 


strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Peptococcaceae; 


Peptococcus. 


335620 Bacteria_ 


modestum strain G 
modestum Bacteria 


335620 Bacteria_ 


strain P 1-22-1 1 
B 


Proteobacteria; 
335620 Bacteria_ 


pyrrocinia strain 
Proteob 


Bacteria; 


Burkholderia cepa 


335620 Bacteria_ 


strain 717 16S ri 


Proteobacteria; 
complex. 
335620 Bacteria_ 


strain 166 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
335620 Bacteria_16S 
CFN 42 16S riboso: 
Alphaproteobacter 
335620 Bacteria_16S 
sulfurreducens st 
sulfurreducens Ba 


Geobacter. 


335620 Bacteria_16S 
rhabdoformis stra 
Proteob 
335620 Bacteria_16S 
strain HO14 16S r 
Spi 
335620 Bacteria_16S 


Bacteria; 


Spirochaetes; 


A strain ELTDK 10 
Bacteria; 


B 


Firmicu 
335620 Bacteria_16S 
strain 39 16S rib 


16S 
ra 


232543 232455 17 102 gi 

Succ 2 16S ribosomal RNA, partial 
; Fusobacteria; Fusobacteriales; Fusob 
16S 238807 238727 23 100 gi 


etaproteobacteria; Burkholderiales; Bu 
16S 240354 240274 23 100 gi 
2327 16S ribosomal RNA, partial seque 


273566 273486 23 

mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; Rhizobi 
281161 281117 18 60 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


100 gi 


285780 285736 18 60 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
311594 311514 23 100 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
314680 314600 23 100 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
346877 346833 18 60 gi 
osomal RNA, partial sequence 


, 


265678908 
sequence 

acteriacea 
265678903 
6S ribosomal RNA, partial sequence 237457 23896 
rkholderia 
265678902 
nce 


biaceae; 
265678878 
272240 273697 Rhizo 
um/Agrobac 
265678873 
quence 
teria; 


265678870 
ence 28438 
acterales; 
265678853 
310195 31168 


265678851 
idiaceae; 


265678827 
345474 34689 


ref |NR_029216.1 
231154 232668 
e; Propionigeniu 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029210.1 


239017 240544 Burkho 


Rhizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029179.1 

279814 281221 


ulfuromonadales; 


Des A 


ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029159.1 
7 Borrelia 
burgdorferi gro 
ref|NR_029157.1 
5 314767 Clostr 
Clostridium. 
ref |NR_029132.1 
2 Brevibacillus 


Borrelia 


31331 


Propionigenium 
Propionigenium 

m. 

Burkholderia glumae 


glumae Bacteria; 


ia. 
Burkholderia 
lderia pyrrocinia 


acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 

cia complex. 

16S 241940 241860 23 100 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
bosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
16S 261474 261394 23 100 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
bosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 

Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Geobacter 

Geobacter 
Geobacteraceae; 


Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 
Borrelia japonica 


japonica Bacteria; 


up. 
Clostridium botulinum 
idium botulinum A 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

335620 Bacteria_16S 348346 348302 18 60 gi|265678826|ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

335620 Bacteria_16S 485608 485528 23 100 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

335620 Bacteria_16S 543791 543747 18 60 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

335620 Bacteria_16S 566760 566681 25 100 gi|265678675|ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

335620 Bacteria_16S 568266 568222 18 60 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

335620 Bacteria_16S 592233 592154 25 100 gi| 265678658 |ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
335620 Bacteria_16S 622593 622514 25 100 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

335620 Bacteria_16S 653046 652966 23 100 gi|265678615|ref|NR_028920.1]| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 668135 668055 23 100 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
335620 Bacteria_16S 678852 678772 23 100 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

335620 Bacteria_16S 680296 680216 23 100 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
335620 Bacteria_16S 698420 698340 23 100 gi|265678584|ref|NR_028889.1| Brevundimonas 


aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 


697118 698533 Brevun 


dimonas aurantiaca 


Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 


335620 Bacteria_16S 716263 716183 23 100 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

335620 Bacteria_16S 768783 768703 23 100 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

335620 Bacteria_16S 784301 784221 23 100 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

335620 Bacteria_16S 794918 794838 23 100 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
335620 Bacteria_16S 801143 801064 25 100 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
strain Chj707 16S ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

335620 Bacteria_16S 846948 846868 23 100 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 854242 854162 23 100 gi| 265678477 |ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 

335620 Bacteria_16S 872644 872564 23 100 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

335620 Bacteria_16S 926214 926134 23 100 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

335620 Bacteria_16S 927773 927729 18 60 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

335620 Bacteria_16S 936982 936938 18 60 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

335620 Bacteria_16S 957092 957012 23 100 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

335620 Bacteria_16S 984603 984523 23 100 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

335620 Bacteria_16S 1025970 1025890 23 100 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 1026037 Rhizobium yanglingense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
335620 Bacteria_16S 1059540 1059496 18 60 gi|265678338|ref|NR_028640.1| Deferribacter 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

335620 Bacteria_16S 1070030 1069950 23 100 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

335620 Bacteria_16S 1080367 1080287 23 100 gi|265678323|ref|NR_028625.1| Acetobacter orientalis 
strain 21F-2 16S ribosomal RNA, partial sequence 1079018 1080418 Acetobacter orientalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

335620 Bacteria_16S 1094092 1094012 23 100 gi|265678314|ref|NR_028616.1| Acetobacter 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 1092739 1094192 Acetobacter 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

335620 Bacteria_16S 1095533 1095453 23 100 gi|265678313|ref|NR_028615.1| Acetobacter peroxydans 
strain NBRC 13755 16S ribosomal RNA, partial sequence 1094243 1095577 Acetobacter peroxydans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

335620 Bacteria_16S 1150051 1150007 18 60 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

335620 Bacteria_16S 1166676 1166596 23 100 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

335620 Bacteria_16S 1196969 1196925 18 60 gi|228715574|ref|NR_027535.1| Denitrovibrio 


acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 
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335620 Bacteria_16S 
aminovorans strai 
aminovorans Bacte 
335620 Bacteria_16S 
temperatum strain 
temperatum Bacter 
335620 Bacteria_16S 
subsp. paredis st 


socranskii subsp. 


335620 Bacteria_16S 
buccale st 


subsp. 
socranskii subsp. 


335620 Bacteria_16S 
limnophilus strai 
limnophilus Bacte 
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cenocepacia strai 
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Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
335620 Bacteria_16S 1751740 1751660 23 100 gi 
strain LMG 1625 1 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
335620 Bacteria_16S 1846054 1845974 23 100 gi 
strain VC 5 16S ribosomal RNA, partial sequence 


gi 


100 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


335620 Bacteria_16S 
canadensis strain 
canadensis Bacter 
Chromohalobacter. 
335620 Bacteria_16S 
asaccharovorans s 
asaccharovorans B 
Chelatococcus. 
335620 Bacteria_16S 
chacoense strain 
Bacteria; Proteob 
335620 Bacteria_16S 
joostei strain LM 
joostei Bacteria; Bacteroidetes; 
335620 Bacteria_16S 
strain MCS 25 16S 


1865766 1865714 10 60 gi 


1868821 1868741 23 100 gi 


1890328 1890248 23 100 gi 


1920448 1920369 25 100 gi 
Flavobacteria; 
2018173 2018093 23 100 


ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis 
335620 Bacteria_16S 2019645 2019565 23 100 gi| 219878183 |ref|NR_025322.1 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 20197 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis 
335620 Bacteria_16S 2021117 2021037 23 100 gi| 219878182 |ref|NR_025321.1 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 202123 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
Maricaulis. 

335620 Bacteria_16S 2024095 2024015 23 100 gi|219878180|ref|NR_025319.1 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulob 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobact 
335620 Bacteria_16S 2098979 2098899 23 100 gi| 219878123 |ref|NR_025262.1 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 209908 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phylloba 
Nitratireductor. 

335620 Bacteria_16S 2103651 2103603 14 60 gi|219878118|ref|NR_025257.1 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobia 
335620 Bacteria_16S 2109642 2109602 23 61 gi|219873437|ref|NR_026099.2 
strain P-1 16S ribosomal RNA, partial sequence 2108290 21097 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 215660 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobact 
Rubrobacteraceae; Rubrobacter. 
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2255320 225677 


Desulfobulbus 
6 Desulfobulbus 


Desulfobulbaceae; 


ref|NR_025141.1] Treponema 
2269277 2270739 Treponema 
Treponema. 
ref|NR_025093.1| Paracoccus methylutens 
05 Paracoccus methylutens Bacteria; 
Paracoccus. 
ref|NR_025082.1| Hyphomicrobium 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 


Bacteria; 
335620 Bacteria_16S 


2408440 2408361 25 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


100 


gi] 219857455 


strain LMG11607 16S ribosomal RNA, partial sequence 2407067 24085 


Bacteroidetes; 
335620 Bacteria_16S 


Flavobacteria; 


2509900 2509820 23 


Flavobacteriales; 


100 


gi|219857371 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 


johannae Bacteria; 
Gluconacetobacter. 
335620 Bacteria_16S 
strain LSv514 16S 
Proteobacteria; 
335620 Bacteria_16S 


methoxybenzovorans strain SR3 16S ribosomal RNA, partial 
methoxybenzovorans Bacteria; 


335620 Bacteria_16S 
strain ACCC 19665 
Bacteria; 
335620 Bacteria_16S 


2525074 2525030 18 
2573248 2573168 23 
Firmicutes; 


2624076 2623996 23 


2631754 2631674 23 


Proteobacteria; Alphaproteobacteria; 


60 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


100 


Clostridia; 
100 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


100 


strain hl 16S ribosomal RNA, partial sequence 


335620 Bacteria_16S 


2642440 2642360 23 


100 


gi| 219857361 
2523668 25251 


gi|219857286 


219857249 
26227 


gi 
gi|219857238 
2630432 26317 


gi|219857230 


strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 26425 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


335620 Bacteria_16S 


straminisolvens strain CSK1 16S ribosomal RNA, partial 
straminisolvens Bacteria; 


335620 Bacteria_16S 


2683177 2683137 23 


Firmicutes; 
2710044 2709964 23 


Clostridia; 


61 


100 


strain AA08 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


335620 Bacteria_16S 
strain SHK-1 16S 
Proteobacteria; 

335620 Bacteria_16S 
strain SIR-1 16S 
Proteobacteria; 

335620 Bacteria_16S 


2714424 2714344 23 


2731253 2731173 23 


Deltaproteobacteria; Myxococcales; 


2762407 2762327 23 


100 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


ribosomal RNA, partial sequence 


Enhygromyxa. 
100 gi|219857167|ref|NR_024795.1 
2729867 2731350 Plesiocystis 
Nannocystineae; Nannocystaceae 
100 gi| 219857145 |ref|NR_024773.1 


strain Yo-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


335620 Bacteria_16S 


S60-1 16S ribosomal RNA, partial sequence 


335620 Bacteria_16S 


2810648 2810568 23 


2825694 2825614 23 


100 


219857201 
sequence 


gi 


Clostridiales; 


gi|219857182 
2708714 27101 


gi| 219857179 
2713036 27145 


2761077 27624 


gi|219857110 


2809318 2810728 Asaia 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 


100 


strain 71 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


335620 Bacteria_16S 


2836378 2836298 23 


100 


gi| 219856907 
2824364 28257 
Acetobacte 


gi| 219856900 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 


Bacteria; 
335620 Bacteria_16S 


2845495 2845415 23 


CMN3 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi g 


335620 Bacteria_16S 
multivorum strain 


Acidiphilium. 
335620 Bacteria_16S 


2937389 2937309 23 


AIU 301 16S ribosomal RNA, 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; 


2995058 2994978 23 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


100 
2844116 


100 


100 


Bu 
gi| 219856894 
2845615 Borre 


gi| 219856832 


complete sequence 


Rhodosp 


219846927 


gi 


larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 


Hyphomicrobiaceae; 


Rhodospirillales; 


Desulfobulbaceae; 


sequence 
Clostridiales; 


Desulfobacteraceae; 


ref |NR_025043.1 
Riemerella. 
ref|NR_024959.1 

2508571 251001 
Acetoba 


ref |NR_024949.1 
53 Desulfotalea 
Desulfo 
ref|NR_024917.1 

2571864 257337 
Clostridiacea 
ref |NR_024879.1 
31 2624203 Mesorh 


ref|NR_024866.1 


ref |NR_024858.1 
73 Desulfocella 
Desul 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref|NR_024810.1 


Asaia. 


ref |NR_024807.1 


Kozakia. 
ref |NR_024738.1 
siamensis Bacte 
ref |NR_024728.1 
raceae; Asaia. 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024713.1 
lia sinica Bacte 
roup. 


Hyphomicrobium. 


Riemerella columbina 


26 Riemerella columbina Bacteria; 
Flavobacteriaceae; 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Clostridium 
7 Clostridium 
e; Clostridium. 
Mesorhizobium amorphae 
izobium amorphae 


Phyllobacteriaceae; Mesorhizobium. 


Methylarcula terricola 


92 Methylarcula terricola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarc 


ula. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Clostridium 
8 Clostridium 
Clostridium. 
Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 
Acetobacteraceae; 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Kozakia baliensis 


91 Kozakia baliensis Bacteria; 
Acetobacteraceae; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Burkholderia 

lderia kururiensis 
Burkholderia. 

Borrelia sinica strain 
ria; Spirochaetes; 


ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


ref|NR_026519.1 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


2993732 299516 


Agrobacterium 
8 Agrobacterium 


335620 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


sartagoforme stra 
sartagoforme Bact 


335620 Bacteria_16S 


strain DSM 11603 


intermedius strai 
Bacteria; Proteob 


335620 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


335620 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


335620 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


335620 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


335620 Bacteria_16S 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


335620 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


strain B 16S ribo 
Clostridia; Clost 


3004347 3004267 23 


DES11 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 
335620 Bacteria_16S 


3037579 3037499 23 


Firmicutes; 
3106950 3106870 23 


eria; 


3119029 3118949 23 
n TF2 16S ribosomal RNA, 
acteria; 
3128026 3127946 23 
ZV-622 
ia; 


3129514 3129434 23 
n IFAM 
ria; 


3132426 3132346 23 
n LMG 1 
ria; 


3136956 3136912 18 
ria; Proteobacteria; 


3238790 3238746 18 


3302301 3302222 23 


ridiales; Blautia. 


335620 Bacteria_16S 
IFO 3264 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


335620 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


335620 Bacteria_16S 
CIB 8746 16S ribosomal RNA, partial sequence 
; Proteobacteria; Alphaproteobacteria; 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


335620 Bacteria_16S 
in IFO 12388 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


3419236 3419156 23 


3526282 3526202 23 


ridia; Clostridiales; 
3554003 3553923 23 


3555534 3555454 23 


335620 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 


strain DSM 3503 1 


3570661 3570581 23 


Acetobacter. 
3575207 3575127 23 


Clostridia; 


Rhizobiales; 


100 gi 


100 gi 
100 gi 
100 gi 
100 gi 


100 gi 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


100 gi 


60 gi 


60 gi 


99 gi 


100 gi 


100 gi 


100 gi 


100 gi 
100 


gi 


100 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


335620 Bacteria_16S 


3582706 3582666 23 


61 gi 


219846921 
30029 


219846898 


in DSM 1292 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846851 


16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; 
335620 Bacteria_16S 


219846843 


complete sequence 31176 
Alphaproteobacteria; Rhodospirillales; 


219846837 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


219846836 
sequenc 
Rhizob 


219846834 


1892 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Rhizob 


219846831 


n SB164P1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Desulf 


219846762 


PerGlyS 16S ribosomal RNA, complete sequence 
ia; Proteobacteria; Deltaproteobacteria; 


Desulfo 


219846720 


219846632 


Rhodospi 


219846559 


6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiaceae; 


Clostridiu 
219846541 


Rhodospir 
219846540 
sequence 


Rhodo 


219846529 


DSM 3508 16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospirillales; 
Acetobacter subgen. 
335620 Bacteria_16S 


219846526 


6S ribosomal RNA, partial sequence 3573863 35753 


Acetobacte 
219846521 


stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


Clostridiaceae; C 


lostridium. 


335620 Bacteria_16S 


pasteurianus stra 


Acetobacter. 


335620 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


335620 Bacteria_16S 
ain DSM 1351 16S ribosomal RNA, partial 
Clostridia; 


cellobioparum str 


cellobioparum Bacteria; 


3592018 3591938 23 


3593542 3593462 23 


ridia; Clostridiales; 


3595074 3595034 23 


Firmicutes; 


335620 Bacteria_16S 


3598146 3598066 23 


100 gi 


100 gi 


61 gi 


100 gi 


Clostridiales; 


219846515 


in LMD 22.1 16S ribosomal RNA, partial sequence 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodo 


219846513 


6S ribosomal RNA, partial sequence 3592199 35936 
Clostridiaceae; 


Clostridiu 
219846512 
sequence 
cl 
219846509 


Clo 


ref 


ref 


ref 


Phyllobacteriaceae; 


ref 


ref 


Rhizobiales; 


ref 


ref 


Ww 


ref 


w 


ref 


ref 
ias 


ref 
rill 
ref 


mM. 


Acet 
ref 
race 
ref 
par 
ref 
spir 
ref 


m. 
ref 


ostr 
ref 


97 3004478 Gluco 
Acetobacteraceae; 


3036217 303768 
stridiaceae; 


51 Aquamicrobium 
Aquamicrobi 


80 3119160 Gluco 
Acetobacteraceae 


3126704 312814 
Hyphomicro 


e 3128192 312961 


iales; Hyphomicr 


131100 313253 
iales; 


135552 313703 
obacterales; 


3237371 323891 
bacterales; 


3417892 341936 


illales; 


38 Gluconobacter 


NR_026513.1 


NR_026490.1 


NR_026443.1 


NR_026435.1 


NR_026429.1 


NR_026428.1 


NR_026426.1 


Phyllobac 


NR_026423.1 


Des 


NR_026354.1 


NR_026312.1 
chinkii Bact 


NR_026224.1 
Acetob 


ales; 


NR_026151.1 


Acetoba 


obacteraceae 
NR_026118.1 
ae; Gluconob 


NR_026113.1 
tial sequenc 


NR_026107.1 


3590670 359214 


illales; Ace 


NR_026105.1 


NR_026104.1 


3593717 359520 


idiaceae; Cl 


n 


Desu 


Clostridia; 


Gluconacetobacter 


nacetobacter europaeus 


Gluconacetobacter. 
Clostridium 
6 Clostridium 


Clostridium. 


Aquamicrobium defluvii 
defluvii Bacteria; 
um. 

Gluconacetobacter 
acetobacter intermedius 
; Gluconacetobacter. 

Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 

Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Blautia schinkii 
eria; Firmicutes; 


Gluconobacter 
7 Gluconobacter 


acteraceae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
; Acetobacter; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Clostridium 
e 3581316 3582832 
Clostridiales; 


Acetobacter 
8 Acetobacter 


tobacteraceae; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 


NR_026101.1 


Clostridium 


lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 


335620 Bacteria_16S 


strain LMG 7837 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; S 
Sinorhizobium. 
335620 Bacteria_16S 3646568 3646488 23 100 gi|219846474 


strain USDA 1844 


strain H152 16S r 
Proteobacteria; A 


335620 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


335620 Bacteria_16S 


strain CNS 2-75 1 
Proteobacteria; A 


335620 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


335620 Bacteria_16S 


strain UPM-Ca7 16 
Proteobacteria; A 


335620 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


335620 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


335620 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


335620 Bacteria_16S 


strain OP 16S rib 
Proteobacteria; A 


335620 Bacteria_16S 


strain Lhet2 16S 
Proteobacteria; A 


335620 Bacteria_16S 


strain KLB 16S ri 
Proteobacteria; A 


335620 Bacteria_16S 


strain NZP 2213 1 
Proteobacteria; A 


335620 Bacteria_16S 


strain IAM 13153 
Proteobacteria; A 


335620 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum 


335620 Bacteria_16S 


strain SGT-39 16S 


3604322 3604242 23 100 gi 


bi 
3657223 3657143 23 100 
ibosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3851570 3851530 23 61 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


H 


ti 
di 


3853082 3853042 23 61 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3886847 3886803 18 60 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


qu 
id 


s 
ct 


3942854 3942774 23 

osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3947235 3947155 23 100 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3948700 3948620 23 100 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3968187 3968107 23 100 gi 


100 gi 


Ac 


Ac 


Ac 


6S ribosomal RNA, 
lphaproteobacteria; Rhizobiales; Phyll 
3976910 3976830 23 100 gi 
16S ribosomal RNA, complete sequence 

lphaproteobacteria; Rhizobiales; Bruce 
4027604 4027524 23 100 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


ob 


11 


eq 
ri 
4069945 4069865 24 100 

ribosomal RNA, partial sequence 


gi 


219846504 
6S ribosomal RNA, partial sequence 3602996 36044 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
335620 Bacteria_16S 


3835060 38365 


219846328 


219846327 


219846305 


219846264 
3941522 39429 


219846261 
3945905 39473 


219846260 
3947368 39487 


219846247 
complete sequence 3966839 39683 


219846241 


219846205 


219846173 
4068567 40700 


aceae; 


lphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
3678715 3678671 18 60 gi| 219846452 |ref|NR_026043.1 
in BMA1 16S ribosomal RNA, partial sequence 3677295 367884 
eria; Deferribacteres; Deferribacterales; Deferribacteraceae; De 
3684647 3684567 23 100 gi|219846448|ref|NR_026039.1 
6S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum 
lphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
3760896 3760816 23 100 gi|219846392|ref|NR_025983.1 
ribosomal RNA, partial sequence 3759507 37610 
rochaetales; Spirochaetaceae; Borrelia. 
3801479 3801399 23 100 gi|219846362|ref|NR_025953.1 
S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium 
lphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
3836438 3836386 10 60 gi|219846338|ref|NR_025928.1 


alomonad 
al seque 


a; Clost 


ence 


iales; R 


equence 
eria; De 


etobacte 


etobacte 


etobacte 


acteriac 


39756 
aceae; M 


uence 
a; Desul 


R 
219846467 
3655877 36573 


ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 
ref|NR_026066.1 


hizo 
ref 


bium/Agrobac 
NR_026059.1 


acea 
ref 

nce 

ridi 


e; Halomonas 
NR_025918.1 
385021 

ales; Rumino 
ref|NR_025917.1 
3851732 385319 
uminococcaceae; 
ref|NR_025895.1 
3885428 388697 
sulfuromonadales 


ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025795.1 

4026183 402770 
fobacterales; De 
ref|NR_025763.1 
Aquicella. 
ref|NR_025694.1 
e 4164674 416611 
esulfobacterales 


ref |NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides 
ref |NR_029369.1 


e; Li 
ref 


egionella. 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; 
335620 Bacteria_16S 4166053 4165973 23 100 gi|219846104 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequenc 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; D 
Desulfatibacillum. 

335620 Bacteria_16S 4193513 4193433 23 100 gi| 219846080 
strain ATCC 29799 16S ribosomal RNA, partial sequence 41921 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidace 
335620 Bacteria_16S 4459 4420 23 60 gi| 265679061 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 
335620 Bacteria_16S 5927 5888 23 60 gi| 265679060 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Deferribacter 

5 Deferribacter 

ferribacter. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Geobacter 
3 Geobacter 
Geobacteraceae; 


, 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 

Mesorhizobium loti 
loti Bacteria; 
um. 
Mycoplana bullata 
ana bullata Bacteria; 


Desulfatibacillum 
6 Desulfatibacillum 


sulfobacteraceae; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 

Bacteroides capillosus 
oides capillosus 


Legionella erythra 


Legionella erythra Bacteria; 


Bartonella doshiae 


NR_029368.1 


Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


335620 Bacteria_16S 7388 7349 23 60 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

335620 Bacteria_16S 8846 8807 23 60 gi| 265679058 |ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

335620 Bacteria_16S 25646 25607 23 60 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 39081 39042 23 60 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128  Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

335620 Bacteria_16S 42191 42152 23 60 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

335620 Bacteria_16S 57449 57410 23 60 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

335620 Bacteria_16S 60468 60429 23 60 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 62016 61977 23 60 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 68020 67981 23 60 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

335620 Bacteria_16S 79899 79860 23 60 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

335620 Bacteria_16S 84456 84417 23 60 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

335620 Bacteria_16S 87483 87444 23 60 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

335620 Bacteria_16S 113449 113410 23 60 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

335620 Bacteria_16S 115048 115009 23 60 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

335620 Bacteria_16S 154562 154523 23 60 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


strain V 5-2 16S 
Firmicutes; Clost 


335620 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


335620 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


335620 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


335620 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


335620 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


335620 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


335620 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


335620 Bacteria_16S 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
166867 166828 23 60 gi 
ridia; Clostridiales; Clostridiaceae; 
169979 169940 23 60 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; 
171455 171416 
osomal RNA, partial 
ammaproteobacteria; Vibrionales; Vibri 
174473 174434 23 60 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
177466 177427 23 60 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
195779 195740 23 60 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
198756 198717 23 60 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 


Vibrionales; Vibri 
23 60 gi 
sequence 


153188 15467 
Oxobacter. 
265678952 
6S ribosomal RNA, partial sequence 165488 16699 
Clostridiu 
265678950 
168553 16998 


onaceae; 


onaceae; 


rio. 


e 176 


les; 


ence 194 
occales; 


uence 
diales; 


208175 208136 23 60 gi 


265678949 
170036 17150 


265678947 
173054 174520 Vibri 


265678945 


Vibri 


265678933 


265678931 


265678924 


Vv 


Vv 


04 


38 
M 


lene 


ref 


m. 
ref 


ibri 
ref 


ira. 
ref 
o fi 
ref 
onac 
ref 


ref 


ostr 
ref 


8 177513 Photo 


5 195842 Methy 
ethy 


197405 19893 


NR_029260.1 


NR_029258.1 


oO. 
NR_029257.1 


oO. 
NR_029255.1 
scheri Bacte 


NR_029253.1 
b 
eae; Photob 
NR_029241.1 
E 
lococcaceae; 
NR_029239.1 
4 
idiaceae; Cl 
NR_029232.1 


a 


7 Oxobacter pfennigii Bacteria; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Photobacterium 
acterium leiognathi 
cterium. 
Methylococcus 
ococcus capsulatus 
Methylococcus. 
Clostridium 
Clostridium 
ostridium. 
Clostridium 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


335620 Bacteria_16S 


strain IP 2227 16 
Firmicutes; 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


335620 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


335620 Bacteria_16S 


proteoclasticum s 
proteoclasticum B 


335620 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


335620 Bacteria_16S 


berkhoffii 
berkhoffii 


subsp. 
subsp. 


335620 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


335620 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


335620 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


335620 Bacteria_16S 


strain MB312 16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
335620 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


335620 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


335620 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


335620 Bacteria_16S 


strain PL7HG1 16S 
Proteobacteria; A 


335620 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


Clostridia; 
335620 Bacteria_16S 

strain 40 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
335620 Bacteria_16S 


212836 212797 23 60 gi 
S ribosomal RNA, partial sequence 

Clostridiales; Clostridiaceae; 
223564 223525 23 60 gi 


249667 249628 23 60 gi 


Bacteria; Proteobacteria; 
255597 255558 23 60 gi 
1 RNA, partial sequence 


310104 310065 23 60 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; 
319098 319059 23 60 gi 


323703 323664 23 60 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; 
340844 340805 23 60 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
345312 345273 23 60 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
352688 352649 23 60 gi 
ribosomal RNA, partial sequence 


357087 357048 23 60 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
364562 364523 23 60 gi 


367533 367494 23 60 gi 
cteria; Proteobacteria; 
370553 370514 23 60 gi 
teria; 


Proteobacteria; 


373496 373457 23 60 gi 


cteria; Proteobacteria; Alphaproteobac 


384156 384117 23 60 gi 
ribosomal RNA, partial sequence 


387301 387262 23 60 gi 
03 16S ribosomal RNA, partial sequence 


391877 391838 23 60 gi 


taiwanensis strain cf 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


335620 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


335620 Bacteria_16S 


asymbiotica subsp 


Enterobacteriales 


acteria; Betaproteobacteria; Burkholde 
394960 394881 23 99 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Lachnospiraceae; 
401081 401042 23 60 gi 


335620 Bacteria_16S 


265678921 
211461 21296 


265678896 


strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 


265678892 
254252 255652 Afipia broomeae Bacteria; 


ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

272076 271997 23 99 gi| 265678879 |ref|NR_029185.1 
train B316 16S ribosomal RNA, complete sequence 270671 272189 
acteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


265678854 
308774 310144 Ruminococcus callidus 
Ruminococcaceae; 
265678848 
strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 
Bacteria; Proteobacteria; Alphaproteobacteria; 
265678845 
322285 32381 
Halanaerobiaceae; 


265678818 
355741 357157 Sphingopyxis 
Sphingomonadaceae; Sphingopyxis. 
265678812 
FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
acteria; Alphaproteobacteria; Caulobacterales; 
335620 Bacteria_16S 265678810 
rain F23 16S ribosomal RNA, partial sequence 


265678808 
ain FP35 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


265678806 
rain FA2 16S ribosomal RNA, partial sequence 
teria; 


265678799 
382807 384289 Bradyrhizobium 
lphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
265678797 

38592 
acteria; Gammaproteobacteria; Xanthomonadales; 
335620 Bacteria_16S 265678794 
390482 392023 Chitinimonas taiwanensis 
riales; Chitinimonas. 
265678792 

393626 394999 Oribacterium sinus Bacteria; 
Oribacterium. 
265678788 
» australis strain 9802892 16S ribosomal RNA, partial sequence 
Photorhabdus asymbiotica subsp. 


ref|NR_029229.1 


ref |NR_029222.1 
Vibrio. 
ref |NR_029204.1 


ref|NR_029200.1 


ref|NR_029160.1 
Ruminococcus. 
ref|NR_029153.1 


ref|NR_029150.1 


ref|NR_029136.1 


ref |NR_029133.1 


ref|NR_029128.1 
Rhodobium. 
ref |NR_029123.1 


ref|NR_029117.1 
Caulobacteraceae; 
ref|NR_029115.1 

366150 367594 


ref|NR_029113.1 
369170 370614 


ref|NR_029111.1 
372149 373610 


ref |NR_029104.1 


ref |NR_029102.1 


Sinobacteraceae; 
ref|NR_029099.1 


Burkholderiaceae; 
ref |NR_029097.1 


ref|NR_029093.1 


; Enterobacteriaceae; Photorhabdus. 
411940 411901 23 60 gi|265678780|ref|NR_029085.1 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 


saerimneri Bacter 


ia; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


Lactobacillus. 


Rhizobiales; Bartonellaceae; 


Clostridium baratii 


8 Clostridium baratii Bacteria; 
Clostridium. 
265678914 
222148 223631 Vibrio campbellii Bacteria; 


Vibrio campbellii 


Microvirgula 
Microvirgula 


Betaproteobacteria; Neisseriales; Neisseriaceae; 


Afipia broomeae strain 
Proteobacteria; 


Clostridium 
Clostridium 
Butyrivibrio. 
Ruminococcus callidus 


Bartonella vinsonii 
Bartonella vinsonii 
Bartonella. 
Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 
Halothermothrix. 
265678831 
339450 34088 
Pediococcus. 
265678828 
343905 345423 Lactobacillus 
Lactobacillus. 
265678823 
351363 35277 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
335620 Bacteria_16S 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Lactobacillus pentosus 


pentosus Bacteria; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


Phenylobacterium 


Phenylobacterium. 
Idiomarina 
Idiomarina 


Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


Halomonas 
Halomonas 


Oceanospirillales; Halomonadaceae; 


Sphingomonas 
Sphingomonas 


Sphingomonadales; Sphingomonadaceae; 


Bradyrhizobium betae 
betae Bacteria; 


Bradyrhizobium. 


Hydrocarboniphaga 


1 387397 Hydrocarboniphaga effusa 
Hydrocarboniphaga. 


Chitinimonas 


Oribacterium sinus 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Lactobacillus 
Lactobacillus 


335620 Bacteria_16S 
gastricus strain 
gastricus Bacteria; 
335620 Bacteria_16S 
populi BJ001 16S 

Bacteria; Proteob 
335620 Bacteria_16S 
strain LCl 16S ri 
Proteobacteria; G 
335620 Bacteria_16S 
strain TF-27 16S 
Proteobacteria; G 
335620 Bacteria_16S 
strain HTCC2506 1 


335620 Bacteria_16S 
rudongensis strai 
rudongensis Bacte 
335620 Bacteria_16S 


413540 413501 23 


Kx156A7 16S ribosomal RNA, 
Firmicutes; 


416675 416636 23 


ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; Rhizobiales; Methy 
419660 419621 23 60 gi| 265678775 
bosomal RNA, partial sequence 418286 41972 
ammaproteobacteria; Oceanospirillales; Halomonad 
435176 435137 23 60 gi| 265678765 
ribosomal RNA, partial sequence 433793 43528 
ammaproteobacteria; Alteromonadales; Shewanellac 
439818 439779 23 60 gi| 265678762 


6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 


464257 464218 23 


n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


477884 477845 23 


G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacteria; 
335620 Bacteria_16S 
acidaminovorans s 
acidaminovorans B 
335620 Bacteria_16S 


Rhodobacterales; 


484077 484038 23 


train sr15 16S ribosomal RNA, partial 
acteria; Synergistetes; Synergistia; S 


487201 487162 23 


69 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


335620 Bacteria_16S 


ushuaiensis strain Ul 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 


335620 Bacteria_16S 
strain G-16.1 16S 
Proteobacteria; G 
335620 Bacteria_16S 
strain R65 16S ri 
Proteobacteria; G 
335620 Bacteria_16S 


marinisedimentorum strain DSM 15388 16S ribosomal RNA, 
marinisedimentorum Bacteria; 


335620 Bacteria_16S 
luminescens subsp 


488772 488733 23 


491905 491866 23 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


493412 493373 23 


bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 


516250 516211 23 


517813 517774 23 


thracensis strain 39-8 16S ribosomal 


Lactobacillales; 


Rhodobacteraceae; 


Proteobacteria; 


265678779 
quence 


60 gi 
complete se 
Lactobacillaceae 

gi|265678777 
415329 41680 


60 


timonadace 
265678742 
sequence 

ia; Rhizob 
60 gi| 265678733 
476563 478023 Parac 
Paracoccu 
265678729 
sequence 

ynergistal 
60 gi| 265678727 
485792 487320 Vibri 


60 gi 


60 gi 


60 265678726 
ce 48737 
irillales; 
gi|265678724 
490502 49197 
Halomonad 
gi|265678723 
492024 49353 


gi 


60 


60 


60 265678708 
partial se 
obacteria; 
265678707 


RNA, comp 


gi 


Gammaprote 
60 gi 


ref |NR_029084.1 

412124 413673 
; Lactobacillus. 
ref |NR_029082.1 


loba 
ref 


cteriaceae; 
NR_029080.1 


acea 
ref 


e; Halomonas 
NR_029070.1 


Shewanella. 
NR_029067.1 


eae; 
ref 


Lactobacillus 
Lactobacillus 


Methylobacterium 


5 Methylobacterium populi BJ001 
Methylobacterium. 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


ae; Fulvimarina. 
ref|NR_029047.1] Ancylobacter 
462905 464361 Ancylobacter 
iales; Xanthobacteraceae; Ancylobacter. 
ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 
Ss. 
ref |NR_029034.1| Dethiosulfovibrio 
482698 484170 Dethiosulfovibrio 
es; Synergistaceae; Dethiosulfovibrio. 
ref|NR_029032.1| Vibrio ponticus strain 
© ponticus Bacteria; Proteobacteria; 
ref|NR_029031.1| Marinomonas 
1 488866 Marinomonas ushuaiensis 
Marinomonas. 
ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 
aceae; Halomonas. 
ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
aceae; Marinobacter. 
ref|NR_029013.1| Reinekea 
quence 514864 516365 Reinekea 
Reinekea. 
ref|NR_029012.1] Photorhabdus 
lete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


La 
335620 Bacteria_16S 
luminescens subsp 
luminescens subsp 
Enterobacteriacea 
335620 Bacteria_16S 
strain Wt/la 16S 
Deinococcus-Thermus; 
335620 Bacteria_16S 
variabile strain 
Bacteria; Firmicu 
335620 Bacteria_16S 
strain K 1/K2 16S 
Bacteroidetes; Sp 
335620 Bacteria_16S 


Enterobacteriales 


Enterobacteriaceae; 


Photorhabdus. 


oleivorans strain 


Bacteria; Proteob 


335620 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


335620 Bacteria_16S 


strain 3wWC2 16S r 


Firmicutes; Clost 


335620 Bacteria_16S 


hassiacum strain 


Bacteria; Proteob 


335620 Bacteria_16S 


519378 519339 23 60 gi|265678706|ref|NR_029011.1| Photorhabdus 
- kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

e; Photorhabdus. 

530096 530057 23 60 gi|265678699|ref|NR_029004.1| Deinococcus indicus 

ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

540726 540687 23 60 gi|265678692|ref|NR_028997.1| Subdoligranulum 
BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
tes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

571311 571232 25 100 gi|265678672|ref|NR_028977.1| Pedobacter africanus 

ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

578767 578728 23 60 gi| 265678667 |ref|NR_028972.1| Thalassolituus 

MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
acteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

584733 584694 23 60 gi|265678663|ref|NR_028968.1| Paracoccus 
in MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

590717 590678 23 60 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
ibosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

593753 593714 23 60 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
acteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 

595307 595268 23 60 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 

prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 


prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 


335620 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 


Saccharospirillum. 
335620 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 


strain CE2105 16S 


rhizophila strain 
Bacteria; Proteob 


335620 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


335620 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


335620 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


335620 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


335620 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


335620 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


335620 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


335620 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


335620 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


335620 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


335620 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


335620 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


335620 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


335620 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


335620 Bacteria_16S 


598237 598198 23 60 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
605779 605740 23 60 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


616613 616574 23 60 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
628743 628704 23 60 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
630220 630181 23 60 gi 
ribosomal RNA, partial sequence 


gi 


639361 639322 23 60 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
645590 645551 23 60 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
663516 663477 23 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


677295 677256 23 60 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
684652 684613 23 60 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
690849 690810 23 60 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
692401 692362 23 60 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
704357 704318 23 60 gi 
ammaproteobacteria; 
710088 710049 
16S ribosomal RNA, 
ammaproteobacteria; 
711646 711607 
16S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; 
717840 717801 23 60 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
722484 722445 23 60 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
724070 724031 23 60 gi 
laumondii strain TTO1 16S ribosomal 


Chromatiales; Chro: 
23 60 gi 
partial sequence 

Vibrionales; Vibri 
23 60 gi 
partial sequence 

M 


gi 


Enterobacteriaceae; Photorhabdus. 
725653 725614 23 60 gi 
akhurstii strain FRGO4 16S ribosomal 


, 


v 


Photorhabdus. 
60 


Enterobacteriaceae; 
733268 733229 23 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
734690 734651 23 60 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 


gi 


265678654 


596871 59824 


matiaceae; 
265678648 
ence 60442 
irillales; 


265678641 


615203 61674 
Vv 


onaceae; 
265678633 


627341 62884 


Enterobac 
265678631 


628893 63029 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
335620 Bacteria_16S 


Rhodospiri 
265678625 
ence 63798 
nadales; X 
265678621 


644174 645732 Vibri 


265678607 


662137 66364 


Enterobac 


265678598 


675861 67745 


ae; Anaero 
265678593 


683287 68472 


Clostridiu 
265678589 


16S ribosomal RNA, partial sequence 689459 69096 


Enterobac 
265678588 
sequence 

ia; Entero 


265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 


265678565 
RNA, part 


265678560 


731878 733268 Thioc 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678558 


736226 736187 23 60 gi 


histaminiformans strain MR2 16S ribosomal RNA, partial sequence 


histaminiformans 


Bacteria; Firmicutes; Clostridia; 


ref 


ref 


Sac 


ref 


ref 


ref 


llac 


ref 


ref 


ref 


ref 


ref 


m. 
ref 


teri 
ref 


bact 


ref 


ref 
ial 


ref 


apsa 


ref 


mati 
ref 


0 605869 Sacch 


2 639478 Steno 
anth 


o le 


7 Enterobacter 
teri 


691014 69252 


5 Lamprocystis 
Lamprocystis. 


9 734742 Thioh 


NR_028959.1 


obaca. 
NR_028953.1 


charospiril 
NR_028946.1 


oO. 
NR_028938.1 


aceae; Morg 
NR_028936.1 


eae; Roseos 
NR_028930.1 


omonadaceae 
NR_028926.1 
ntus Bacter 
NR_028912.1 
Ente 


aceae; 


NR_028903.1 


6 Anaerobaculum 
bacu 


lum. 
NR_028898.1 
NR_028894.1 


aceae; Citr 
NR_028893.1 
eriales; En 


NR_028885.1 


NR_028869.1 
sequence 


NR_028864.1 
rosea Bact 
NR_028863.1 


aceae; Thio 
NR_028862.1 


a 
1 


a 
t 
7 
i 


xr 


0 
it 


e 


a 
h 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 
Thi 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 
ibri 


Morganella morganii 


2 Morganella morganii Bacteria; 
teri 


nella. 
Roseospira marina 


8 Roseospira marina Bacteria; 
Pp 


ira. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Vibrio lentus strain 
a; Proteobacteria; 


Enterobacter cloacae 
cloacae Bacteria; 


obacter; Enterobacter 


Anaerobaculum mobile 
mobile Bacteria; 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 
° 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Lamprocystis purpurea 
purpurea Bacteria; 


265678576|ref|NR_028881.1| Aliivibrio wodanis 
708668 710188 Aliivibrio wodanis Bacteria; 
onaceae; Aliivibrio. 
265678575|ref|NR_028880.1| Moritella viscosa 
710239 711741 Moritella viscosa Bacteria; 
oritellaceae; Moritella. 
265678570|ref|NR_028875.1| Enterobacter pyrinus 
716437 717968 Enterobacter pyrinus Bacteria; 
Enterobacteriaceae; Enterobacter. 
265678567 |ref|NR_028871.1| Photorhabdus temperata 
721087 722612 Photorhabdus temperata Bacteria; 
Enterobacteriaceae; Photorhabdus. 
265678566 |ref|NR_028870.1| Photorhabdus 
RNA, partial sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Allisonella 


734793 736329 Allisonella 


Clostridiales; Veillonellaceae; Allisonella. 


335620 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


335620 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


335620 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


335620 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


335620 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


335620 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


335620 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


335620 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


335620 Bacteria_16S 


strain AMX51 16S 
Proteobacteria; A 


335620 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


335620 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


335620 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


335620 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


335620 Bacteria_16S 


marinus subsp. pa 


Prochlorococcus marinus subsp. pastoris Bacteria 


Prochlorococcacea 


335620 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


335620 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


335620 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


335620 Bacteria_16S 


strain RE35F/1 16 
Proteobacteria; A 


335620 Bacteria_16S 


salivarius strain 
salivarius Bacter 


335620 Bacteria_16S 
litoralis strain JS5 16S ribosomal RNA, partial sequence 


770347 770308 23 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
788841 788802 23 60 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
791941 791902 23 60 gi 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
813437 813398 23 60 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
819422 819383 23 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820927 820888 23 60 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
825560 825521 23 60 gi 


60 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
827062 827023 23 60 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
834794 834755 23 60 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


836296 836257 23 60 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

843819 843780 23 60 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
845406 845367 23 60 gi 


’ 


gi 


ammaproteobacteria; Enterobacteriales; 
848446 848407 23 60 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
868133 868094 23 60 gi 


ammaproteobacteria; Xanthomonadales; X 
871166 871127 23 60 gi 
in B0O71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


879946 879907 23 60 gi 
storis strain PCC 9511 16S ribosomal R 


Prochlorococcus. 

901410 901371 23 60 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
902946 902907 23 60 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


e; 


904455 904416 23 60 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
909043 909004 23 60 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

933859 933820 23 60 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 


265678533 


768965 770424 Vibri 


265678520 


787469 78896 


ciricketts 
265678518 


complete sequence 790537 79204 


sychromona 
265678504 
nce 81203 
ales; Ecto 
265678500 


818049 81950 


Enterobac 
265678499 


819558 82101 


Enterobac 
265678496 


824212 825662 Bosea 


sea. 
265678495 


825713 827158 Bosea 


sea. 
265678490 
ial sequen 
cteria; Sp 


265678489 


tial seque 
roteobacte 


265678484 


842468 84394 


rhizobiace 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 


Enterobac 
265678481 
nce 84713 
terales; R 
265678467 


16S ribosomal RNA, partial sequence 866725 86827 


anthomonad 
265678465 
uence 
ria; Rhizo 
265678459 
NA, partia 


v 


265678444 
e 90001 
hales; Pis 
265678443 
quence 
eria; Chro 
265678442 
e 90307 
lales; Leg 
265678439 


907717 90916 


Erythrobac 
265678423 
uence 
bacillacea 
265678422 


935451 935412 23 60 gi 


ref 
o ru 


NR_028837.1 
ber Bacteria 


ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref |NR_028821.1 
3 Psychromonas 
daceae; Psychrom 
ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028803.1 


teri 
ref 


aceae; Kluyv 
NR_028802.1 


teri 
ref 
ves 


aceae; Kluyv 
NR_028799.1 
trisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria; 


ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref |NR_028787.1 


Bosea. 
NR_028786.1 


ae; 
ref 


teriaceae; Samso 
ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref|NR_028770.1 


aceae; Xanthomon 
ref |NR_028768.1 

869838 871263 
biales; Bradyrhi 


ref 
1 se 


NR_028762.1 
quence 


ref|NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 


ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028725.1 

932436 934005 
e; Lactobacillu 


n 


Vibrio ruber strain 
Proteobacteria; 


v 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Psychromonas arctica 


arctica Bacteria; 


onas. 
Thioalkalivibrio 

kalivibrio jannaschii 

ae; Thioalkalivibrio. 
Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 

Paracoccus 
ccus kondratievae 
Paracoccus. 
Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Bradyrhizobium 
Bradyrhizobium 

zobiaceae; 


Prochlorococcus 
878614 880078 


Cyanobacteria; Prochlorales; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


, 


Legionella gresilensis 
ella gresilensis 
ionella. 

Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Lactobacillus 

Lactobacillus 


Bacteriovorax 


ref |NR_028724.1 


934056 935530 Bacteriovorax litoralis 


Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 


335620 Bacteria_16S 960236 960190 17 60 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 987740 987701 23 60 gi| 265678386 |ref|NR_028688.1| Citrobacter murliniae 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 986336 987865 Citrobacter murliniae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
335620 Bacteria_16S 989320 989281 23 60 gi|265678385|ref|NR_028687.1| Citrobacter braakii 
strain 167 16S ribosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

335620 Bacteria_16S 990900 990861 23 60 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 


strain I-75 16S r 
Proteobacteria; G 
335620 Bacteria_16S 
kuenenii strain J 


998682 998643 23 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


60 


989496 99101 
Enterobac 


gi 


Bacteria; 


335620 Bacteria_16S 


chilensis strain 
Bacteria; 


strain ATCC 33433 
Proteobacteria; 


Proteobacteria; 


B-Al 16S ribosomal RNA, partial sequen 


265678379 
ce 


99729 


teriaceae; Citro 
ref |NR_028681.1 
1 998749 Thiomi 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Thiomicrospira 
crospira kuenenii 


Proteob 


acteria; Gammaproteobacteria; Thiotrichales; Pis 


cirickettsiaceae; Thiomicrospira. 


Proteob 
335620 Bacteria_16S 


G 
335620 Bacteria_16S 
peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 
335620 Bacteria_16S 
strain OK-1 16S r 
G 
335620 Bacteria_16S 
thermophila strain I78 16S ribosomal RNA, partial seque 


1000194 1000155 23 60 gi 


1004710 1004671 23 60 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1006229 1006157 23 93 gi 
teria; Proteobacteria; 
1010722 1010683 23 60 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1030502 1030463 23 60 


gi 


Ss 
gi 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 


335620 Bacteria_16S 


1033588 1033549 23 60 


gi 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial 


satsumensis Bacteria; 
335620 Bacteria_16S 
rhenobacensis str 


rhenobacensis Bac 
Rhodopseudomonas. 


335620 Bacteria_16S 
primoryensis stra 
primoryensis Bact 
335620 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; 


Bacteria; 


strain JCM 21370 


G 
335620 Bacteria_16S 
yabuuchiae strain 
Proteob 
335620 Bacteria_16S 


Firmicutes; Lactobacillales; 


1057951 1057912 23 60 gi 


1065641 1065602 23 60 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; 


1067095 1067056 23 60 


gi 


1068552 1068513 23 60 


gi 
acteria; Alphaproteobacteria; 


1071546 1071507 23 60 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


335620 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


335620 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
335620 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


335620 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 
Alphaproteobacter 


335620 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


335620 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


335620 Bacteria_16S 


1074461 1074422 23 60 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078855 1078816 23 60 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1083396 1083357 23 60 gi 


Lactobac 
gi 


bacillales; 
1084832 1084793 23 


Lactobacillaceae; 
60 


Sphingomonadales; Sphingomonadacea 

1089505 1089466 23 60 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1096978 1096939 23 60 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


ia; 


1112177 1112138 23 60 


gi 


Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


ain F12-50-Al 16S ribosomal RNA, parti 
Gammaproteobact 


1009316 10108 


Lact 


ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


Gammaproteobacte 


6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chro 


Al-18 16S ribosomal RNA, partial sequ 
Sphingomonadales; 


16S ribosomal RNA, partial sequence 1070184 10716 


Sphingomonadales; 


6S ribosomal RNA, partial sequence 1082049 10834 


265678378 
ce 99880 
hales; Pis 
265678375 

10033 
Enterobac 
265678374 
al sequenc 
eria; Alte 


265678371 


hewanellac 
265678358 
nce 10291 
hales; Pis 
265678356 
sequence 
obacillace 
265678339 
al sequenc 
eria; Rhiz 


265678334 
sequence 
ria; Ocean 
265678333 


matiaceae; 
265678332 
ence 10672 


265678330 


Rhodospiri 
265678328 
ence 10731 


265678324 
10775 

Sphingomon 

265678321 


illus. 
265678320 


e; Sphingo 
265678317 
ence 10881 
nadales; P 
265678312 
1 sequence 
ia; Rhodos 


bium. 


piri 


ref |NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluy 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref |NR_028673.1 


eae; Shewanella. 
ref |NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028632.1 


llaceae; Tistrel 
ref|NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028623.1 
61 Lactobacillus 


ref 
gobi 


NR_028622.1 
um amiense B 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_028614.1 

1095628 109707 
llales; Acet 


265678301 


ref|NR_028602.1 


Vi 


Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 
Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


’ 


Shewanella algae 


53 Shewanella algae Bacteria; 


Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Lactobacillus 
0 Lactobacillus 
Ss. 

Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


v 


Marinomonas 
0 Marinomonas 
rinomonas. 
Rheinheimera pacifica 


pacifica Bacteria; 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Lactobacillus equi 
equi Bacteria; 


Sphingobium amiense 
acteria; Proteobacteria; 


Pseudomonas 
monas psychrophila 
Pseudomonas. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


Moritella yayanosii 


strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


335620 Bacteria_16S 


ATCC 35469 16S ribosomal 
Proteobacteria; 


Bacteria; 
335620 Bacteria_16S 


strain Kx146A4 16S ribos 


Firmicutes; 
335620 Bacteria_16S 


strain YB1 16S ribosomal 
Proteobacteria; Gammapro 


335620 Bacteria_16S 


witflariensis strain W-5 
witflariensis Bacteria; 


Sphingopyxis. 
335620 Bacteria_16S 


lucentensis strain QMT2 


Bacteria; 
335620 Bacteria_16S 
strain JT7304 16S 


335620 Bacteria_16S 


strain MBIC3157 16S ribo 
Proteobacteria; Gammapro 


335620 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 
335620 Bacteria_16S 


DSM 16069 16S ribosomal 


Bacteria; 
335620 Bacteria_16S 


colihominis DSM 17241 16 
17241 Bacteria; Firmicutes; 


335620 Bacteria_16S 
ATCC 43969 
Bacteria; 
335620 Bacteria_16S 
ATCC 29909 
Bacteria; 
335620 Bacteria_16S 
ATCC 33641 
Bacteria; 
335620 Bacteria_16S 
ATCC 43970 
Bacteria; 
335620 Bacteria_16S 


Lactobacillales; 


Proteobacteria; 


11002 
11002 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


16S ribosomal 
Proteobacteria; 


1119709 1119670 23 


1124375 1124336 23 


1136327 1136288 23 


1142425 1142386 23 


1151465 1151426 23 


1153022 1152983 23 


ribosomal RNA, partial 
Proteobacteria; Gammapro 


1154439 1154400 23 


1172734 1172695 23 
Bacteria; 


1175790 1175751 23 


1184816 1184777 23 


Clostridia; 


1186284 1186245 23 


1187795 1187756 23 


1189306 1189267 23 


1190817 1190778 23 


1199956 1199877 25 


60 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


omal RNA, partial sequence 
Lactobacillaceae; 


gi 


1118333 11198 


1122944 1124463 Lactobacillus 


228716249 


60 gi|]224581425 
Lactobacillus. 
60 gi| 253680766 


RNA, partial sequence 
teobacteria; Vibrionales; Vibrionaceae; 


60 


60 


60 
sequence 


teobacteria; Alteromonadales; 


60 


60 


60 


RNA, partial sequence 
Proteobacteria; 


60 


60 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


60 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


60 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


60 


RNA, partial sequence 
Gammaproteobacteria; Enterob 


100 


DSM 18053 16S ribosomal RNA, partial sequence 


Bacteria; 
335620 Bacteria_16S 


Bacteroidetes; 


Sphingobacteria; 
1209076 1209037 23 


Sphingobacteriales; 


60 


DSM 15641 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; 


Cryptobacterium. 
335620 Bacteria_16S 


DSM 14365 16S ribosomal R 
Proteobacteria; 


Bacteria; 
335620 Bacteria_16S 


hydrothermalis strain Slthf2 16S 
hydrothermalis Bacteria; 


Halomonas. 
335620 Bacteria_16S 
strain Althfl 16S 


335620 Bacteria_16S 


strain Eplumel 16S riboso: 
Proteobacteria; Gammaprot 


335620 Bacteria_16S 
strain Esulfidel 


ribosomal RNA, 
Proteobacteria; Gammaprot 


1210606 1210567 23 


1212102 1212063 23 
Proteobacteria; 


1213579 1213540 23 
partial 


1215072 1215033 23 


1216552 1216513 23 


Coriobacteridae; 


60 


NA, partial sequence 
Deltaproteobacteria; Myxococc 


60 


1134932 11363 


gi 


gi 


gi 


1151622 1153067 Psychromonas 
sychromonadaceae; 


gi 


gi 


16S ribosomal RNA, partial sequence 


Synergistetes; Synergistia; 


gi 


1174405 
Gammaproteobacteria; Kangiella. 


gi 


S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


1207714 
Coriobacteriales; 


gi 


P 


253680762 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


253680756 


16S ribosomal RNA, partial sequence 1150178 1151571 Thalas 
Alphaproteobacteria; Rhodospirillales; 


253680755 


253680754 


somal RNA, partial sequence 115311811545 
teobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


228719312 


228718578 
11758 


228717037 
11834 


228716090 
11863 


acteriales; 


228716058 
11878 


acteriales; 


228716012 
11893 


acteriales; 


12000 


228715352 
12091 
Cori 


228715350 


1209193 12106 


gi 


ribosomal RNA, partial 


Gammaproteobac 


60 
sequence 


60 


mal RNA, partial sequence 
eobacteria; Oceanospirillales; 


60 


gi 


ales; Nann 
224581438 
sequence 
teria; Oce 


224581437 


1212209 12136 


eobacteria; Oceanospirillales; 


gi 


224581436 


1213697 12151 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


335620 Bacteria_16S 
strain R-4069 16S 


335620 Bacteria_16S 


1230145 1230106 23 


1233178 1233139 23 


60 


ribosomal RNA, partial sequence 


60 


gi 


Halomonad 
224581404 


16S ribosomal RNA, partial sequence 1215201 12166 


Halomonad 
219878280 


1228770 12302 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


gi 


seudomonad 
219878271 


schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 


schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


Synergistales; 


Ruminococcaceae; 


Halomonadaceae; 


ref|NR_027549.1 


ref |NR_027206.1 


ref|NR_028014.1 


ref|NR_028010.1 
1141076 114255 


ref|NR_028004.1 


ref|NR_028003.1 


ref|NR_028002.1 


ref|NR_027582.1 


ref|NR_027574.1 


ref|NR_027558.1 
85 1184849 Anaero 
Anaerotru 


ref|NR_027546.1 


Enterobacteriac 
ref|NR_027545.1 


Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 
ref|NR_027533.1 


ref|NR_027524.1 


obacterineae; Co 


ref|NR_027522.1 
ocystineae; Hali 
ref|NR_027220.1 

1210750 121215 
anospirillales; 


ref |NR_027219.1 


ref|NR_027218.1 


aceae; 
ref |NR_027185.1 


aceae; Halomonas 
ref|NR_025419.1 


aceae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 
Enterobacteriaceae; 


Escherichia. 
Lactobacillus antri 
antri Bacteria; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
Vibrio 


Sphingopyxis 
7 Sphingopyxis 


Sphingomonadales; Sphingomonadaceae; 


Thalassospira 
sospira lucentensis 


Rhodospirillaceae; Thalassospira. 


Psychromonas kaikoae 


kaikoae Bacteria; 
Psychromonas. 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Dethiosulfovibrio 


1171345 1172849 Dethiosulfovibrio 
Synergistaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 
Flexibacteraceae; D 


yadobacter. 
Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Halomonas 

8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonas. 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonas. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 
Cellvibrio. 


ref|NR_025410.1 
1231844 123328 


Bartonella 
9 Bartonella 
Bartonella. 


335620 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


335620 Bacteria_16S 


strain A431 16S r 
Proteobacteria; 


ganghwensis strai 
ganghwensis Bacte 


335620 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterale 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


335620 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 
Eubact 


cellulosolvens 6 
Bacteria; Firmicu 


335620 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


335620 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


335620 Bacteria_16S 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


335620 Bacteria_16S 


G 
335620 Bacteria_16S 
n JC2041 16S ribosomal RNA, partial se 
Gammaproteobacter 


1248332 1248289 20 61 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1258768 1258729 23 60 gi 
ibosomal RNA, partial sequence 
1278228 1278189 23 


60 gi 


ria; Proteobacteria; 


1302327 1302288 23 60 gi 
tes; Clostridia; 
losiruptor. 

1303837 1303758 23 


99 gi 


tes; Clostridia; Clostridiales; 
1305438 1305399 23 60 
ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1306930 1306891 23 
complete sequence 
Rhizobiales; Xanthobacteraceae; 
1309916 1309877 23 60 


gi 


60 gi 
RNA, 
ia; 
gi 


1311389 1311350 23 60 gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


335620 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


335620 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


335620 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


335620 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


335620 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


335620 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


335620 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


335620 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


335620 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


335620 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


335620 Bacteria_16S 
turnerae strain T7902 16S ribosomal RNA, partial sequence 


1312930 1312891 23 60 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1325346 1325307 23 60 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 

1329849 1329810 23 60 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1337507 1337433 23 93 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1340506 1340467 23 60 
train MSR-1 16S ribosomal RNA, 
SR-1 Bacteria; Proteobacteria; 


gi 
partial 
Alphapr 
1343668 1343629 23 60 gi 
ammaproteobacteria; Alteromonadales; F 
1355899 1355860 23 60 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


1357356 1357317 23 60 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1361833 1361785 13 60 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

1366205 1366166 23 60 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1378539 1378500 23 60 gi 


’ 


1257400 12588 
ammaproteobacteria; Vibrionales; Vibri 


1304017 13055 
Thermoanaerobacterale 


1305606 1307012 Stark 
st 


aphilum Bacteria; Proteobacteria; Alph 


somal RNA, partial sequence 1342254 1343799 Ferri 


219857449 
equence 
hlamydiace 

219856813 


onaceae; V 
219846127 
quence 

ia; Altero 
219846639 


s; Thermoa 


219846514 


eriaceae; 
219846460 


s; Thermoa 


219846269 


arkeya. 

228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


228721465 
sequence 
eria; Xant 


219878140 
sequence 
Thermoana 


219846090 
13284 
nellaceae; 
228721486 
equence 
eobacteria 


228721340 
sequence 
oteobacter 


228721107 


errimonada 
228720264 
artial seq 
mmaproteob 


228720131 
quence 

ostridiale 
228719712 
ence 13604 
idimicrobi 


228719040 
ence 13648 
les; Brady 


mona: 


homo 


erob 


mona 
ceae 


uenc 


rhiz 


ref |NR_025037.1 
1246931 124845 
ae; Neochlamydia. 
ref|NR_024632.1| Vibrio halioticoli 
27 Vibrio halioticoli Bacteria; 
ibrio. 
ref|NR_025717.1 
1276861 127826 


Neochlamydia 
9 Neochlamydia 


o 


Thalassomonas 
8 Thalassomonas 
dales; Colwelliaceae; Thalassomonas. 
ref|NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026106.1| Eubacterium 
66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref 
eya 


NR_025859.1 
novella Bact 


Starkeya novella DSM 
eria; Proteobacteria; 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 
ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


ref|NR_027606.1 
1311542 131304 
nadales; Xan 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


ref|NR_025279.1 
1323941 132544 
acterales; T 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Dialister invisus DSM 
ter invisus DSM 15470 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 

NR_027609.1 
8 
e 


Phaeobacter 
7 Phaeobacter 
odobacterales; Rhodobacteraceae; 

Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


ref|NR_027605.1 
1339181 134062 
ia; Rhodospirill 
Ferrimonas balearica 
DSM 9799 Bacteria; 


ref |NR_027602.1 
s balearica 
; Ferrimonas 
NR_027590.1 
e 135446 


ria; Vibrion 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


ref 
acte 


ref|NR_027589.1 
1356004 135748 

s; Clostridiaceae; Clostridium. 

ref|NR_027584.1| Acidimicrobium 

61 1361925 Acidimicrobium ferrooxidans 

ales; Acidimicrobineae; 


Clostridium 
9 Clostridium 


’ 


ref |NR_027578.1 
67 1366328 Nitrob 
obiaceae; Nitrobacter. 


Nitrobacter 
acter hamburgensis X14 


228717562 
13771 


ref|NR_027564.1| Teredinibacter 
67 1378635 Teredinibacter turnerae T7901 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 


Teredinibacter. 


335620 Bacteria_16S 1379994 1379955 23 60 gi| 228717469 |ref|NR_027563.1| Oceanibulbus indolifex 
HEL-45 16S ribosomal RNA, partial sequence 1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanibulbus. 

335620 Bacteria_16S 1382965 1382926 23 60 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

335620 Bacteria_16S 1386018 1385979 23 60 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

335620 Bacteria_16S 1391864 1391825 23 60 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
335620 Bacteria_16S 1397921 1397882 23 60 gi|228715764|ref|NR_027539.1| Methylobacterium 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

335620 Bacteria_16S 1400930 1400891 23 60 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

335620 Bacteria_16S 1405421 1405382 23 60 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 


Proteobacteria; 
335620 Bacteria_ 
chlorophenolicum 
chlorophenolicum 
Sphingobium. 


335620 Bacteria_16S 
strain B-10-31 16 
G 
335620 Bacteria_16S 
strain S-3 16S ri 
Proteobacteria; Alphaproteobacteria; 
335620 Bacteria_16S 
antibioticus stra 
antibioticus Bact 


Proteobacteria; 


Lysobacter. 


335620 Bacteria_16S 
doudoroffii strai 
doudoroffii Bacte 
335620 Bacteria_16S 
bryozoorum strain 
Proteob 
335620 Bacteria_16S 
strain SW32 16S r 
G 
335620 Bacteria_16S 
strain SA35 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
335620 Bacteria_16S 
9187 strain TA 4r 
Proteob 
335620 Bacteria_16S 
saccharolyticum s 

1498218 Ha 


Bacteria; 


Proteobacteria; 


Bacteria; 


Halanaerobiales; 


335620 Bacteria_16S 
la 

Thermoanerobacter brockii subsp. 
Thermoanaerobacte 
335620 Bacteria_16S 


brockii subsp. 


strain KMM 231 16 
Proteobacteria; 


strain KMM 227 16 
Proteobacteria; 


strain ATCC 29914 
Proteobacteria; 


D 


G 
335620 Bacteria_16S 


G 
335620 Bacteria_16S 


G 
335620 Bacteria_16S 


eltaproteobacteria; Myxococcales; Nann 
16S 1408360 1408321 23 60 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1412921 1412882 23 60 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1414422 1414383 23 60 gi 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
1429825 1429786 23 60 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


1455816 1455777 23 60 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1463254 1463215 23 60 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1484540 1484501 23 60 gi 
ibosomal RNA, partial sequence 


1496603 1496564 23 60 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1498132 1498093 23 60 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 
1506976 1506937 23 60 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; Thermo 
1546534 1546495 23 60 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1548049 1548010 23 60 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1553975 1553936 23 60 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1573360 1573321 23 60 gi 


16 


rales; 


an 


di 


di 


E 


faecalis strain gc 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 


ocystineae 
219846657 
artial seq 
acteria; 


224581450 
1411537 1 
seudoa 
224581449 
1413085 1 
Sphing 
224581439 
sequen 
ria; 


224581417 
sequen 
ia; Ae 
224581411 
ence 14618 
nadales; 
219857506 
1483159 14846 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria 
1493615 1493576 23 60 gi|219846714|ref|NR_026306.1 
ibosomal RNA, partial sequence 1492298 1493711 Xanthobacter 


ob 
219846691 


da 
219846665 


ch 
219846365 
so. 


Bacteria; 


219857261 
1545151 15466 


219857260 
1546665 15481 


219857220 


219857383 


; Ha 
ref 
uenc 


phin 


liangiaceae; 
NR_026249.1 
e 140703 


gomonadales; 


s 
ref|NR_027234.1 
4130 
lteromon 


ref 


adaceae; Alg 
NR_027233.1 
4145 
omonadaceae; Sphingo 
ref|NR_027221.1 

1428427 142992 


omonadales; Xant 


ce 
Xanth 
ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_027192.1 
62 1463368 Marino 
Alteromonadaceae; 
ref|NR_025094.1 


ce 
romo 


acteraceae; Xanthobacter 
ref|NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_026257.1 
mal RNA, complet 


acteria; Fir 


14952 
les; Aer 


S riboso 
arolytic B 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref 


mal RNA, 


aerobact 
NR_024892.1 


Idiomarina 
NR_024891.1 


omarinaceae; 


ref 


omarinaceae; Idiomarina 
ref |NR_024848.1 
80 1554073 Provid 


teriaceae; Provi 


15525 
nterobac 


Haliangium. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Lysobacter 

1 Lysobacter 

homonadaceae; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Xanthobacter agilis 


agilis Bacteria; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 


ref|NR_024971.1 
1572032 1573475 Rhodop 


Rhodopseudomonas 
seudomonas faecalis 


335620 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


335620 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


335620 Bacteria_16S 


strain CM243 16S 


litoralis strain 
litoralis Bacteri 


335620 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


335620 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


335620 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


335620 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


335620 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


335620 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


335620 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


335620 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


335620 Bacteria_16S 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


335620 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


335620 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


335620 Bacteria_16S 


strain RB-8 16S r 
Proteobacteria; G 


335620 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


335620 Bacteria_16S 


strain 2825 16S r 
Proteobacteria; G 


335620 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


335620 Bacteria_16S 


strain LMG 20362 


Proteobacteria; G 


1579493 1579454 23 60 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1608735 1608696 23 60 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


gi 


1616127 1616088 23 60 
ribosomal RNA, partial sequence 


gi 


1634363 1634324 23 60 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1654114 1654075 23 60 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655661 1655622 23 60 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1658719 1658680 23 60 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1660273 1660234 23 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1667953 1667914 23 60 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1684650 1684611 23 60 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1692225 1692186 23 60 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
1699990 1699951 23 60 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1715213 1715134 25 100 gi 
M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; Sphingobacteria; Sphin 


1716747 1716668 25 100 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1733485 1733406 23 99 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1738043 1738004 23 60 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1756402 1756363 23 60 gi 


gi 


Sph 
gi 


ammaproteobacteria; Oceanospirillales; 
1757973 1757934 23 60 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1766946 1766907 23 60 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1777424 1777385 23 60 gi 


ammaproteobacteria; Vibrionales; Vibri 


335620 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


335620 Bacteria_16S 


R-3712 16S riboso: 
Gammaproteobacter 


335620 Bacteria_16S 


LMG 19999 16S rib 


1784969 1784930 23 60 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1792532 1792493 23 60 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


1578118 15795 


1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
335620 Bacteria_16S 


1652728 16542 


1654275 16557 


somal RNA, partial sequence 1657325 1658829 Vibri 


1658880 16603 


somal RNA, partial sequence 1698596 1700102 Vibri 


1715372 17168 


1732113 17335 


1736673 17381 


6S ribosomal RNA, partial sequence 1755010 17565 


1756574 17580 


16S ribosomal RNA, partial sequence 1776030 17774 


1791138 1792572 Vibri 


219846381 


seudomonad 
219878471 
quence 

teria; Alt 


219878466 


aulobacter 
219878454 
equence 

; Aeromona 


219878439 


anthomonad 
219878438 


anthomonad 
219878436 


219878435 


onaceae; G 
219878430 
16665 
Enterobac 
219878419 
rtial sequ 
tridiales; 
219878413 
1 sequence 
ria; Pseud 


219878408 


219878398 
uence 
gobacteria 


219878397 


ingobacter 
219878386 


Butyrivib 
219878383 


Oleispira 
219878369 


Halomonad 
219878367 


sychromona 
219878360 
ence 17655 
ales; Ecto 
219878352 


onaceae; V 
219878347 
17835 
Halomonad 
219878341 


1794006 1793967 23 60 gi 
osomal RNA, partial sequence 


ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025610.1] Shewanella 

1607365 1608812 Shewanella 
eromonadales; Shewanellaceae; 


ref|NR_025605.1| Woodsholea maritima 

41 Woodsholea maritima Bacteria; 

aceae; Woodsholea. 

ref|NR_025593.1| Oceanisphaera 
1632974 1634479 Oceanisphaera 

dales; Aeromonadaceae; Oceanisphaera. 

ref|NR_025578.1| Thermomonas brevis 

24 Thermomonas brevis Bacteria; 

aceae; Thermomonas. 

ref|NR_025577.1| Thermomonas fusca 

71 Thermomonas fusca Bacteria; 

aceae; Thermomonas. 

ref|NR_025575.1| Vibrio fortis strain 

o fortis Bacteria; Proteobacteria; 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 

rimontia. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025558.1 
ence 168328 
Clostridiaceae; 
ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Clostridium 
5 1684702 Clostridium 

Clostridium. 

Cellvibrio 
5 Cellvibrio 
domonadaceae; 


ref 
© po 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


NR_025547.1 
meroyi Bacte 


ref |NR_025537.1 
1713828 171532 
les; Sphingobact 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


ref|NR_025536.1| Pedobacter piscium 

65 Pedobacter piscium Bacteria; 

iaceae; Pedobacter. 

ref|NR_025525.1| Butyrivibrio hungatei 
87 Butyrivibrio hungatei Bacteria; 

rio. 
ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 
ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas. 
ref|NR_025506.1| Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
daceae; Psychromonas. 

ref|NR_025499.1| Alkalilimnicola 

52 1767023 Alkalilimnicola halodurans 
thiorhodospiraceae; Alkalilimnicola. 
ref|NR_025491.1| Vibrio hepatarius 

97 Vibrio hepatarius Bacteria; 

ibrio. 
ref|NR_025486.1| Halomonas muralis 
87 1785079 Halomonas muralis Bacteria; 
aceae; Halomonas. 
ref |NR_025480.1 
o chagasii Bacte 


Vibrio chagasii strain 
ria; Proteobacteria; 


219878340 


ref|NR_025479.1| Vibrio pacinii strain 


1792623 1794116 Vibrio pacinii Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


335620 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


335620 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


335620 Bacteria_16S 


strain LMG 20536 


Proteobacteria; G 


335620 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


335620 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


335620 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


335620 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


335620 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


335620 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


335620 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


335620 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


335620 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


335620 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


335620 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


335620 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


335620 Bacteria_16S 


strain EDIV 16S r 
Proteobacteria; A 


335620 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


335620 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


335620 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


335620 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


335620 Bacteria_16S 


1795561 1795522 23 60 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1797045 1797006 23 60 gi 


ammaproteobacteria; Vibrionales; Vibri 
1798600 1798561 23 60 gi 


ammaproteobacteria; Vibrionales; Vibri 
1815485 1815446 23 60 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1829147 1829108 23 60 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1841481 1841442 23 60 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1847602 1847563 23 60 gi 
train NF22 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


1850685 1850646 23 60 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1861123 1861084 23 60 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1864171 1864132 23 60 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1918913 1918874 23 60 gi 


Pediococ 
gi 


bacillales; Lactobacillaceae; 

1929663 1929624 23 60 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1931199 1931160 23 60 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1940148 1940109 23 60 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


1944832 1944793 23 60 gi 
16S ribosomal RNA, complete sequence 

tes; Lactobacillales; Lactobacillaceae 
1956899 1956860 23 60 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1967632 1967593 23 60 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1973463 1973424 23 60 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1982846 1982807 23 60 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
1984431 1984392 23 60 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1986015 1985976 23 60 gi 
Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


1989133 1989094 23 60 gi 


on 


on 


an 


qu 
a; 


al 
ct 


se 
(ong 


eq 


al 
er 


nc 
ir 


cu 


or 


or 


s 
oh 


, 


Sp 


ma 


cl 


ng 
ue 


ia 


ue 
a; 


219878339 
1794167 1795601 Vibri 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


219878337 
16S ribosomal RNA, partial sequence 1797206 17986 


219878326 
1814099 18155 


219878317 


219878308 


219878304 


219878302 
ia; 


219878294 


219878292 
219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


219878242 
1928261 19297 


219878241 
1929813 19313 


219878235 


219878232 
219878224 
1955571 19570 


219878217 
1966261 19677 


219878213 
1972100 19735 


219878207 
1981436 19829 


219878206 


219878205 


ref 
o xu 


NR_025478.1 
ii Bacteria 


, 


ref|NR_025477.1 


ibri 
ref 


aceae; V oO. 


NR_025476.1 
ibri 
ref 


Vv Oo. 


NR_025465.1 


aceae; 


thomonadaceae; Fulvimona 
ref|NR_025456.1 

1827843 182926 
cterales; Hypho 
ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025443.1 
1846218 184771 


teromonadales; S 


ence 
Rhodoba 


sequenc 
obacilla 


quence 
eria; Al 


ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


uence 
Xantho: 


v 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


sequenc 
ia; Alte 


ref|NR_025431.1 
e 1862771 1864302 Chromo 
illales; Halomonadaceae; 


ref |NR_025388.1 


Ss. 
ref |NR_025381.1 
Moritella. 
NR_025380.1 


itellaceae; 


ref 
itellaceae; Moritella. 
ref|NR_025374.1 
1938810 194024 
biales; Methylob 


equence 
a; Rhizo 


ref |NR_025371.1 
98 1944958 Lactob 
illus. 

ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref|NR_025356.1 


19433 
Lactobac 


hingomon 


Tha 
ref 


tiaceae; ocapsa. 


NR_025352.1 
ostridium. 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


iineae; 


nce 
Myxoco 


’ 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


nce 
Myxococ 


219878203 


ref |NR_025342.1 


monadaceae; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 
Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 
Lactobacillus 

3 Lactobacillus 

lus. 
Shewanella 

2 Shewanella 

hewanellaceae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Lactobacillus frumenti 
acillus frumenti 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Tatumella ptyseos 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 1989239 Tatumella ptyseos Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatumella. 


335620 Bacteria_16S 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial 
proteamaculans Bacteria; 


Serratia. 
335620 Bacteria_16S 
strain DSM 30063 
Proteobacteria; 

335620 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; 
335620 Bacteria_16S 
strain DSM 12358 
Proteobacteria; 

335620 Bacteria_16S 
strain DSM 4594 1 
Proteobacteria; 
335620 Bacteria_16S 
strain DSM 30118 
Proteobacteria; 

335620 Bacteria_16S 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacter 
Enterobacteriaceae; Pragi 


Gammaproteobacteria; 
335620 Bacteria_16S 
proteus strain 42 
Bacteria; 
335620 Bacteria_16S 
strain Eb 13/82 1 
Proteobacteria; 
335620 Bacteria_16S 
strain $3/2-161 1 
Proteobacteria; 
335620 Bacteria_16S 
strain $1/1-984 1 
Proteobacteria; 
335620 Bacteria_16S 


1990682 1990643 23 
Proteobacteria; 


1992230 1992191 23 


1993773 1993734 23 


1995320 1995281 23 


1996856 1996817 23 


1998401 1998362 23 


1999940 1999901 23 


Enterobacteriales; 


2001474 2001435 23 


2004542 2004503 23 


2006086 2006047 23 


200763 


2 2007593 23 


2009176 2009137 23 


60 gi 


Gammaproteobacteria; 


60 gi 


16S ribosomal RNA, partial sequence 1990842 19923 
Gammaproteobacteria; Enterobacteriales; 


60 gi 


6S ribosomal RNA, partial sequence 1992387 19938 
Gammaproteobacteria; Enterobacteriales; 


60 gi 


16S ribosomal RNA, partial sequence 1993927 19954 
Gammaproteobacteria; Enterobacteriales; 


60 gi 


6S ribosomal RNA, partial sequence 1995493 19969 
Gammaproteobacteria; Enterobacteriales; 


60 gi 


16S ribosomal RNA, partial sequence 1997016 19985 
Gammaproteobacteria; Enterobacteriales; 


60 gi 


60 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


60 gi 


6S ribosomal RNA, partial sequence 2003168 20 
Gammaproteobacteria; Enterobacteriales; 


60 gi 


6S ribosomal RNA, partial sequence 2004699 20 
Gammaproteobacteria; Enterobacteriales; 


60 gi 


6S ribosomal RNA, partial sequence 2006247 20 
Gammaproteobacteria; Enterobacteriales; 


60 gi 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; 


Buttiauxella. 
335620 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
335620 Bacteria_16S 
strain ATCC 15260 


335620 Bacteria_16S 
strain ATCC 15257 
Bacteria; 
335620 Bacteria_16S 
strain DSM 176 16 
Proteobacteria; 
335620 Bacteria_16S 
carotovorum subsp. 


Enterobacteriales; 
335620 Bacteria_16S 


strain DSM 169 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chro 


Proteobacteria; 
335620 Bacteria_16S 


6S ribosomal 


S ribosomal RNA, 


2010735 2010696 23 


2016701 2016662 23 


2022604 2022565 23 


2025609 2025570 23 


2028607 2028568 23 


2030144 2030105 23 


2042315 2042276 23 


60 gi 


RNA, partial sequence 2009346 20 
Gammaproteobacteria; Enterobacteriales; 


60 gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


60 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobac 


60 gi 


complete sequence 2024259 20 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


60 gi 


odoriferum strain LMG 17566 16S ribosomal RNA, 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriaceae; 


broegbernensis strain B1616/1 16S ribosomal RNA, partia 


broegbernensis Bacteria; 


Pseudoxanthomonas. 
335620 Bacteria_16S 


Proteobacteria; 


2043875 2043836 23 


nitritireducens strain L2 16S ribosomal RNA, partial se 


nitritireducens Bacteria; 


Stenotrophomonas. 
335620 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; 
335620 Bacteria_16S 


Proteobacteria; 


2045450 2045411 23 


2062415 2062376 23 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


Pectobacterium. 

60 gi| 219878176 
2028754 20301 
matiaceae; 
60 gi| 219878167 
1 sequence 
Gammaproteobacteria; Xan 
60 gi| 219878166 

quence 
Gammaproteobacteria; Xa 
60 gi| 219878165 
20440 
anthomonad 
60 gi| 219878149 


219878202 


219878201 


Enterobac 
219878200 


Enterobac 
219878199 


Enterobac 
219878198 


Enterobac 
219878197 


Enterobac 
219878196 


219878195 
20000 


219878193 
046 
Enterobac 
219878192 
061 
Enterobac 
219878191 
077 
Enterobac 
219878190 
sequence 
Entero 


219878189 
108 
Enterobac 
219878185 
20153 
Sphingomon 
219878181 
20212 
terales; C 
219878179 
257 


219878177 


sequence 1989290 19907 
Enterobacteriales; 


NR_025341.1 
9 


ref 
ref|NR_025340.1 


teriaceae; Serra 
ref |NR_025339.1 


teriaceae; Serra 
ref |NR_025338.1 


teriaceae; Serra 
ref |NR_025337.1 


teriaceae; Rahne 
ref |NR_025336.1 


teriaceae; Prote 
ref |NR_025335.1 


a. 
ref |NR_025334.1 
Enterobacteriac 
ref |NR_025332.1 


teriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 
2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref |NR_025316.1 
partial sequenc 


ref|NR_025315.1 
Chromatium. 
ref |NR_025306.1 

2040918 204243 
thomonadales; Xa 


ref|NR_025305.1 

2042490 204400 
nthomonadales; X 
ref|NR_025304.1 


aceae; Luteimona 
ref|NR_025288.1 


roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Isochromatium buderi 
buderi Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 


Ss. 


2061023 206241 


Lamprocystis 
5 Lamprocystis 


335620 Bacteria_16S 2076091 2076052 23 60 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

335620 Bacteria_16S 2085344 2085305 23 60 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

335620 Bacteria_16S 2089892 2089853 23 60 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

335620 Bacteria_16S 2092892 2092853 23 60 gi|219878128|ref|NR_025267.1| Shewanella baltica 
strain 63 16S ribosomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

335620 Bacteria_16S 2094445 2094406 23 60 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

335620 Bacteria_16S 2102047 2102008 23 60 gi|219878121|ref|NR_025260.1| Alteromonas marina 


strain SW-47 16S 


Proteobacteria; G 


335620 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


335620 Bacteria_16S 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


335620 Bacteria_16S 


strain SW-46 16S 
Proteobacteria; A 


335620 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


335620 Bacteria_16S 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


335620 Bacteria_16S 


salipaludis strai 
Bacteria; Proteob 


335620 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


335620 Bacteria_16S 


strain ALC-2 16S 
Proteobacteria; A 


335620 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


335620 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


335620 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


335620 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


335620 Bacteria_16S 


strain K9951 16S 


Proteobacteria; G 


335620 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


335620 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


ribosomal RNA, partial sequence 
ammapro 
2114160 2114121 23 60 gi 
US6-1 16S ribosomal RNA, parti 
a; Proteobacteria; Alphaproteo 


strain 
Bacteri 
2117277 2117238 23 
0 
e 


60 gi 
16S ribosomal RNA, partial se 
obacteria; Gammaproteobacteria 


DSM 681 
a; Prot 


2118768 2118729 23 
ribosomal RNA, 
lphapro 


60 
partial sequence 
teobacteria; Sphingomonadales; 
2121810 2121771 23 60 gi 


gi 


somal R 
ia; Enterobacteriales; Enterobacteriac 
2127922 2127883 23 60 gi 
EN 1 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobac 


rain AL 
cteria; 


2138450 2138411 23 
n SM-1 
acteria 


60 gi 
16S ribosomal RNA, partial sequ 
; Gammaproteobacteria; Alteromo 
2147452 2147413 23 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2152046 2152007 23 60 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

2159485 2159446 23 60 gi 
n ATCC 21588 16S ribosomal RNA, 
ria; Proteobacteria; Alphaprote 


s strai 
s Bacte 


2171750 2171711 23 60 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2173301 2173262 23 60 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2185336 2185297 23 60 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
2188416 2188377 23 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2189941 2189902 23 60 gi 
6S ribo 
ammaproteobacteria; Alteromonadales; S 
2197508 2197469 23 60 gi 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; Lactob 


60 gi 


335620 Bacteria_16S 


strain 7d 16S rib 


2100672 21021 
teobacteria; Alteromonadales; Alt 


al 
ba 


qu 


’ 


Er 


ea 


s 


te 


en 
na 


se 


Er 


Pp 
ob 


se 


se 


qu 


io 


he 


se 
ac 


2221685 2221646 23 60 gi 
osomal RNA, partial sequence 


219857659 


219857657 


219857656 
2117441 21188 


219857654 
NA, partial sequence 2120505 2121907 Cedec 


219857650 


219857643 
219857637 
2146078 21475 


219857634 
2150729 21521 


219857629 


219857621 


219857620 


219857609 
ia; 
219857607 
2187032 21885 


219857606 
somal RNA, partial sequence 2188558 21900 
wanellac 
219857601 


eromonadaceae; Alteromon 
ref|NR_025248.1 
e 2112812 211429 


Sphingomonadales 


sequenc 
cteria; 


ref|NR_025246.1 
2115900 211739 
nadales; Altero 


ence 
Alteromo 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025243.1 
ea davisae Bacte 
ea. 
ref |NR_025239.1 

2126557 212798 
omatiales; Ectot 


ythrobac 


e; Cedec 
equence 
ria; Chr 


ref|NR_025232.1 
ce 2137073 2138564 Microb 
dales; Alteromonadaceae; 
ref|NR_025226.1 
udomonadacea 
ref 


e; Pseudomon 
NR_025223.1 


ythrobactera 
ref 

eque 
Rho 


ceae; Porphy 
NR_025218.1 
nce 215819 
dobacterales 


artial s 
acteria; 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025198.1 
183928 218546 
monadales; Xanth 


21703 
udomonad 


21719 
udomonad 


ND 


ence 
Xantho: 


’ 


ref|NR_025196.1 


nellaceae; L 


ref 


egionella. 
NR_025195.1 


Shewanella. 
ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 


eae; 


quence 
illaceae 


60 Alteromonas marina Bacteria; 


as. 
Novosphingobium 

2 Novosphingobium 

; Sphingomonadaceae; 
Microbulbifer 

0 Microbulbifer 


monadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Cedecea davisae strain 
ria; Proteobacteria; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Paracoccus 

4 2159597 Paracoccus 
Rhodobacteraceae; 


, 


Cellvibrio fulvus 
brio fulvus Bacteria; 
O°. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
O°. 

Pseudoxanthomonas 

6 Pseudoxanthomonas 
omonadaceae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Lactobacillus 
0 Lactobacillus 


219857585 
2220358 2221741 Xanthobacter viscosus Bacteria; 


ref|NR_025173.1 


Xanthobacter viscosus 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


335620 Bacteria_ 


aminoxidans strai 
Proteob 


Bacteria; 
335620 Bacteria_ 


hongkongensis str 
hongkongensis Bac 


335620 Bacteria_ 


ATCC 43380 16S ri 
G 


Proteobacteria; 
335620 Bacteria_ 


NCTC 5923 16S rib 
G 


Proteobacteria; 
335620 Bacteria_ 


strain ATCC 33638 
Proteob 


Bacteria; 
335620 Bacteria_ 


pseudotuberculosi 
pseudotuberculosi 


Yersinia. 
335620 Bacteria_ 


thiocyanoxidans s 
thiocyanoxidans B 


Thioalkalivibrio. 
335620 Bacteria_ 


strain ACEM 9 16S 
G 


Proteobacteria; 
335620 Bacteria_ 


strain 91-4 16S r 


335620 Bacteria_ 


strain IBS 193 16 


335620 Bacteria_ 
strain L2-TR 16S 
Proteobacteria; 

335620 Bacteria_ 
strain 63287 16S 


335620 Bacteria_ 


34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


335620 Bacteria_ 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 


Bacteria; 
335620 Bacteria_ 


acidaminiphila st 
acidaminiphila Ba 


Stenotrophomonas. 
335620 Bacteria_ 


16S 2223095 2223056 23 60 gi 
n 14a 16S ribosomal RNA, partial seque 


acteria; Alphaproteobacteria; Rhizobia 


219857584 
ne 
le 


e 
S; 


22217 


Xanth 


ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 


Xanthobacter 
bacter aminoxidans 
nthobacter. 


G 


Proteob 


16S 2230781 2230742 23 


teria; Proteobacteria; 
16S 2239918 2239879 23 


16S 2241429 2241390 23 


16S 2242940 2242901 23 


16S 2244451 2244412 23 


s Bacteria; 


16S 2287360 2287321 23 


acteria; Proteobacteria; 


16S 2294903 2294864 23 


16S 2296360 2296321 23 


16S 2297826 2297787 23 


16S 2299348 2299309 23 


16S 2300792 2300753 23 


16S 2302257 2302218 23 


16S 2318991 2318952 23 


16S 2320583 2320544 23 


cteria; Proteobacteria; 


16S 2337078 2337039 23 


thiooxidans strai 
thiooxidans Bacte 


Roseinatronobacter. 


335620 Bacteria_16S 


2341589 2341550 23 


60 


ain HKU1 16S ribosomal RNA, partial se 
Betaproteobacte 


60 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


60 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


60 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


60 


s strain ATCC 29833 16S ribosomal RNA, 
Proteobacteria; 


60 


train ARh 2 16S ribosomal RNA, partial 
Gammaproteoba 


60 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


60 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


60 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


60 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


60 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


60 
23 


ia; Rhizobiales; Bradyrhizobiaceae; Af 


60 


60 


rain AMX 19 16S ribosomal RNA, partial 


Gammap 


60 


n ALG 1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


60 


strain LBB1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
335620 Bacteria_16S 
marinus strain srl2 16S ribosomal RNA, partial sequence 
Synergistetes; 
335620 Bacteria_16S 
strain YKJ-16 16S 
G 


Bacteria; 


Proteobacteria; 


strain IBS 325 16 


kellyi strain BII 
Bacteria; 


Proteob 
335620 Bacteria_16S 


2352172 2352133 23 


Synergistia; 
2391724 2391685 23 


2396255 2396216 23 


2406885 2406846 23 


Firmicutes; Clostr 
2425444 2425405 23 


eria; 


2431243 2431204 23 


60 


Synergistales; 


60 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
335620 Bacteria_16S 


60 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
335620 Bacteria_16S 
viterbiensis stra 
viterbiensis Bact 
335620 Bacteria_16S 


60 


in JW/MS-VS5 16S ribosomal RNA, partia 


idia; 
60 


-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


60 


Gammaprote 


219857579 
quence 

ria; Neiss 
gi| 219857573 
2238534 22399 
Enterobac 
gi| 219857572 
2240045 22415 
Enterobac 
219857571 
22415 
cteriales; 
219857570 
partial s 
obacteria; 


gi 


gi 


gi 


219857541 
sequence 
cteria; Ch 


gi 


gi| 219857535 
2293525 22949 
Shewanellac 
gi| 219857533 
2295034 22964 
nellaceae; 
gi| 219857532 
2296489 22979 
nellaceae; 
gi| 219857531 
2297982 22993 
Idiomarinac 
gi| 219857530 
2299447 23008 
rhizobiace 
gi| 219857529 
00928 2302353 Afipi 
ipia. 
219857517 
ence 23175 
nadales; X 
219857516 
sequence 
teria; Xan 


gi 


gi 
roteobac 
219857504 


uence 
ia; Rhodob 


gi 


v 


gi|219857501 
2340265 23417 
hodobacter 
219857493 
23507 
Synergistace 
gi| 219857466 
2390343 23918 
Halomonad 
gi| 219857463 
2394935 23963 
nellaceae; 
219857456 
1 sequence 
iales; Clo 
219857442 
24240 
ales; Halo 


gi 


gi 


Clostrid 
gi 


ref|NR_025167.1 

2229404 223086 
eriales; Neisse 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yers 
ref|NR_025160.1 
05 Yersinia 
teriaceae; 
ref|NR_025159.1 
56 2243016 Y 
Enterobacteriac 
ref|NR_025158.1 
equence 22430 
Enterobacteria 


romatiales; 


ref|NR_025123.1 


Shewanella 
NR_025121.1 


eae; 
ref 


tonella 
NR_025120.1 


Bar 
ref 


tonella 
NR_025119.1 


Bar 
ref 


Idiomarina 
NR_025118.1 


eae; 
ref 


Bosea. 
NR_025117.1 
rgiae Bacter 


ae; 
ref 
a bi 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 
2319172 232071 


thomonadales; Xa 


ref |NR_025092.1 


r 


ersin 


Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Yersinia rohdei strain 


rohdei Bacteria; 
i 


nia. 
Yersinia pestis strain 


pestis Bacteria; 
Yersi 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Thioalkalivibrio 
3 Thioalkalivibrio 


thiorhodospiraceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Roseinatronobacter 


2335756 233710 
acterales; Rhodo 


2 Roseinatronobacter 
bacteraceae; 


thio 


ref|NR_025089.1 
aceae; Rhodobaca 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025054.1 


acea 
ref 


e; Halomona 
NR_025051.1 


Bartonella. 
ref|NR_025044.1 
2405537 240701 
stridiaceae; Cal 
ref|NR_025030.1 
42 2425535 Haloth 
bacillaceae; 


gi| 219857437 


cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Ss. 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Caloramator 

6 Caloramator 
oramator. 
Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 


ref|NR_025025.1 
2429869 243135 


Papillibacter 
9 Papillibacter 


335620 Bacteria_16S 
peptidivorans str 
peptidivorans Bac 
335620 Bacteria_16S 


paradoxus strain 


Bacteria; 


Proteobacteria; 


Aeromonadaceae; 


Sphingopyxis. 


335620 Bacteria_16S 
strain JSS-26 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
335620 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
335620 Bacteria_16S 
strain ATCC 33531 
Proteob 
335620 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
335620 Bacteria_16S 
strain CCUG 43179 
Firmicu 
335620 Bacteria_16S 
aerophilum strain 
Proteob 
335620 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
Proteob 
335620 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteob 
335620 Bacteria_16S 
strain 2074-AUS-E 
G 
335620 Bacteria_16S 
beliardensis strain Montbeliard Al 16S ribosomal RNA, p 
beliardensis Bacteria; 
335620 Bacteria_16S 


Bacteria; 


Bacteria; 


Bacteria; 


Bacteria; 


Bacteria; 


Proteobacteria; 


Proteob 
335620 Bacteria_16S 
strain KMM 3299 1 
G 
335620 Bacteria_16S 
subsp. pectinolyt 
salmonicida subsp 
Aeromonas. 
335620 Bacteria_16S 
taejonensis strain JSS-54 16S ribosomal RNA, partial se 
taejonensis Bacteria; Proteobacteria; Alphaproteobacter 


2435825 2435786 23 60 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2441951 2441912 23 60 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2443447 2443408 23 60 gi 


ammaproteobacteria; Alteromonadales; S 
2457165 2457126 23 60 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


2458591 2458552 23 60 


gi 


2460082 2460043 23 60 


gi 
Sphingomonadales; 
2461574 2461535 23 60 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2463133 2463094 23 60 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2464597 2464558 23 60 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2466199 2466160 23 60 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2469323 2469284 23 60 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2470807 2470768 23 60 gi 


ct 


s 
ia 


v 


ce 
ha 


ce 
acteria; Gammaproteobacteria; Chromatial 
2472311 2472272 23 60 gi 
acteria; Gammaproteobacteria; Chromatial 
2502306 2502267 23 60 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; Leg 
2503812 2503773 23 60 gi 


io 


ar 
Proteobacteria; Gammaproteobacteri 


2506869 2506830 23 60 gi 


ce 
al 


he 


Sp 


Sp 


219857431 
qu 
di 

219857426 
24405 

Ecto 
219857424 
6S ribosomal RNA, partial sequence 2442080 24435 
wanellac 

219857413 
rt 
ia 


ence 
ales; 


es; 


ial se 


, 


219857411 
qu 
ia 


ence 
Sphi 


v 


219857410 
2458757 24601 
hingomon 
219857409 
2460248 24616 
hingomon 
219857408 
24617 


eriales; 


219857407 


equence 
les; 


24647 


24679 
les; 


24694 
es; 


24709 
es; 


25009 


strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 25069 


Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
335620 Bacteria_16S 
strain Z 16S ribo 
Clost 
335620 Bacteria_16S 


Clostridia; 


strain ATCC 4973 
Proteobacteria; 


strain A3.12 16S 
Proteobacteria; 


strain ILE-3 16S 
Synergistetes; 


335620 Bacteria_16S 


G 
335620 Bacteria_16S 


D 
335620 Bacteria_16S 
strain C-29 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
335620 Bacteria_16S 


Sy 
335620 Bacteria_16S 
strain AN1 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


th 


2515970 2515931 23 60 


gi 


Caloramator. 
60 gi 


ridiales; Clostridiaceae; 
2529611 2529572 23 


ammaproteobacteria; Pseudomonadales; P 
2534176 2534137 23 60 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2550263 2550224 23 60 gi 
ibosomal RNA, partial sequence 


se 


B 


ne 
2560997 2560958 23 60 

ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2568659 2568620 23 60 gi 
bosomal RNA, partial sequence 


gi 


ae 


rh 


iorhodos 


219857367 
somal RNA, partial sequence 2514611 2516064 Calor 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
udomonad 
219857355 
2532800 25342 
acteriovorac 
219857344 
2548929 25503 


llaceae; 


219857337 
2559665 25611 


’ 


Aminob 


219857289 
2567339 25687 


izobiace 


2570139 2570100 23 60 


gi 


219857288 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


cl 


qu 
Gammap 


ng 


Clo 
219857406 


Lactobac 
219857404 


Pis 
219857403 


Ecto 
219857402 


Ecto 
219857381 


nellacea 
219857380 
tial sequenc 
a; Legio 
219857373 


ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_025012.1 


Shewanella 
ref|NR_025001.1 
ence 245578 
roteobacteria; 


eae; 


ref |NR_024999.1 
2457264 245870 
omonadales; Sphi 


ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024995.1 
2463226 246471 
stridiaceae; Clo 
ref|NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 

ref|NR_024968.1 
e 250240 
ales; Legion 
NR_024961.1 


nell 
ref 


pira 
ref 
amat 


ceae; Alkali 
NR_024955.1 
or coolhaasi 
ref|NR_024946.1 
aceae; Pseudomon 
ref |NR_024943.1 
56 Peredibacter 
aceae; Pered 
ref |NR_024932.1 
tonella. 
NR_024925.1 


Bar 
ref 


rium. 
NR_024920.1 


acte 
ref 


ae; Nitrobacter. 
ref|NR_024919.1 


Clostridium 
3 Clostridium 
ostridium. 
Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Shewanella japonica 


41 Shewanella japonica Bacteria; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 

Raoultella planticola 

ella planticola 

eae; Raoultella. 

Clostridium 

2 Clostridium 

stridium. 
Lactobacillus mucosae 

acillus mucosae 


Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Thioalkalivibrio 
kalivibrio nitratis 

ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 

ae; Thioalkalivibrio. 
Legionella waltersii 
ella waltersii Bacteria; 


, 


Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Clostridium 


2568768 257024 


8 Clostridium 


335620 Bacteria_16S 2587094 2587055 23 
mediterranea strain MMB1 16S ribosomal RNA, 
mediterranea MMB-1 Bacteria; Proteobacteria; Gammaprote 
335620 Bacteria_16S 2621112 2621073 23 60 gi 
strain ATCC 51603 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
335620 Bacteria_16S 2625652 2625613 23 60 gi 
lindaniclasticus strain RP5557 16S ribosomal RNA, parti 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteob 


219857277 
quence 
obacteria; 

219857252 


60 gi 
complete se 


E 
219857248 
al 


acteria; 


26197 
nterobac 


sequenc 
xX 


Rhodanobacter. 
335620 Bacteria_16S 
strain CDC 0876-5 
Bacteria; Proteob 
335620 Bacteria_16S 


strain CDC 2991-81 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


335620 Bacteria_16S 


succinogenes strain 130Z 16S ribosomal RNA, partial seq 
succinogenes Bacteria; Proteobacteria; Gammaproteobacte 


Actinobacillus. 
335620 Bacteria_16S 
thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 
335620 Bacteria_16S 
manihotivorans st 
manihotivorans Ba 
335620 Bacteria_16S 
subterraneus stra 
Bacteria; Proteob 
335620 Bacteria_16S 
floricola strain 
Bacteria; Proteob 
335620 Bacteria_16S 
strain Y223G 16S 
Proteobacteria; G 
335620 Bacteria_16S 
strain SM2-1 16S 
Proteobacteria; G 
335620 Bacteria_16S 
schlegeliana stra 
schlegeliana Bacteria; 
335620 Bacteria_16S 
marinintestina st 
marinintestina Ba 
Shewanella. 
335620 Bacteria_16S 
strain MKT 106 16 
Proteobacteria; G 
335620 Bacteria_16S 
agariperforans st 
agariperforans Ba 
Reichenbachiella. 
335620 Bacteria_16S 


cteria; 


cteria; 


2636240 2636201 23 


2637804 2637765 23 


2639383 2639344 23 


2648621 2648582 23 


2674033 2673994 23 


Firmicutes; 
2675606 2675567 23 


2696349 2696310 23 


2717489 2717450 23 


2734277 2734238 23 


2735767 2735728 23 


Proteobacteria; 
2737257 2737218 23 


Proteobacteria; 


2741614 2741575 23 


2759455 2759376 25 
Bacteroidetes; 


2763860 2763821 23 


60 


8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


60 


60 


60 


DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


60 


rain OND 32 16S ribosomal RNA, 


cteria; Lactobacillales; 


60 


in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 


60 


S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


60 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 


60 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


60 


in HRKA1 16S ribosomal RNA, partial se 
Gammaproteobacte 


60 


rain IK-1 16S ribosomal RNA, partial s 
Gammaproteobac 


60 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 


100 


rain KMM 3525 16S ribosomal RNA, parti 
Sphingobacteria 


60 


gi|219857234 
cteriales; 
gi|219857233 
E 
219857232 
uence 
ria; 


gi 


219857226 
quence 


’ 


gi 


219857207 
e 
ac 
219857206 
en 
Ds 
219857191 
nce 26950 
rillales; 
gi|219857177 
2716108 27175 
olwelli 
219857165 
2732909 27343 
Shewanellac 
gi|219857164 
quence 
ria; Al 
219857163 
equence 
teria; 


gi 
complet 
L 


gi 


gi 


gi 


ope 


219857160 
416 


gi 
2740223 27 
eromo 
219857147 
al sequenc 
; Sphingob 


v 


gi 


gi] 219857142 


strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 27639 


Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 


335620 Bacteria_16S 


strain JCM1680 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


335620 Bacteria_16S 
strain JCM1679 16 
Proteobacteria; G 
335620 Bacteria_16S 
strain AP3 16S ri 
Proteobacteria; G 
335620 Bacteria_16S 
strain B3-1 16S r 
Proteobacteria; G 
335620 Bacteria_16S 


2765376 2765337 23 


2766892 2766853 23 


2780599 2780560 23 


2783532 2783493 23 


2816638 2816599 23 


60 


60 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


60 


bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 


60 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 


60 


cteriales; 
gi|]219857141 
2763991 27654 
Enterobac 
219857140 
2765507 27669 
Enterobac 
219857130 
2779259 27806 
Thiotrichacea 
gi|219857128 
2782197 27836 
Thiotrichacea 
gi| 219856913 


gi 


gi 


26348 


26364 
nterobac 


Paste 


Thiotric 


sequence 
tobacill 


ce 26742 


ace 


ter 


Alt 


nad 


ref |NR_024908.1 

2585691 25872 
Oceanospirilla 
ref |NR_024883.1 
36 2621149 Kluyv 
teriaceae; 
ref |NR_024878.1 
e 2624254 26257 
anthomonadales; 


ref |NR_024862.1 
42 2636362 Citro 
Enterobacteria 
ref |NR_024861.1 
13 2637923 Citro 
teriaceae; Citr 
ref|NR_024860.1 

2637974 263946 
urellales; Past 


ref|NR_024854.1 
2647248 264867 
hales; Pisciric 


ref|NR_024835.1 

2672606 267416 
aceae; Lactobac 
ref|NR_024834.1 
15 2675666 Thiob 


ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024805.1 


Colwellia. 
NR_024793.1 


ae; 
ref 


eae; Shewanella 
ref|NR_024792.1 

2734399 273583 
omonadales; 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref|NR_024788.1 
aceae; Agarivora 
ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


ref |NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref |NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024758.1 


hiothrix. 
NR_024756.1 


e; T 
ref 


e; Thiothrix. 
ref|NR_024734.1 


alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


2 
1 


e 
Kluyv 


5 


Cc 


b 


fe} 


e 


k 


i 


a 


Shewanellaceae; 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Kluyvera georgiana 
ra georgiana Bacteria; 
era. 
Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


Lactobacillus 
4 Lactobacillus 
llus. 

Thiobacter 
cter subterraneus 


Saccharibacter 
ribacter floricola 
Saccharibacter. 
Colwellia piezophila 


’ 


81 Colwellia piezophila Bacteria; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 

8 Shewanella 
Shewanella. 
Shewanella 

8 Shewanella 
ewanellaceae; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Pseudomonas 


2815260 281674 


8 Pseudomonas 


335620 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


335620 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


335620 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


335620 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


335620 Bacteria_16 


strain ATCC 12775 
Proteobacteria; G 


335620 Bacteria_16 


strain ATCC 33616 
Bacteria; Proteob 


335620 Bacteria_16 


strain ATCC 49968 
Bacteria; Proteob 


335620 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


335620 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


335620 Bacteria_16S 


nitritogenes stra 
nitritogenes Bact 


335620 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; Clost 


335620 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


335620 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


335620 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


335620 Bacteria_16S 


strain IFO 13613 
Proteobacteria; A 


335620 Bacteria_16S 


multiglobuliferum 
multiglobuliferum 


335620 Bacteria_16S 


collinoides strai 
collinoides Bacte 


335620 Bacteria_16S 


strain JCM1240 
Proteobacteria; 
335620 Bacteria 
strain JCM1235 16 
Proteobacteria; G 
335620 Bacteria 
strain JCM1237 
Proteobacteria; 
335620 Bacteria 
strain JCM1234 16 
Proteobacteria; G 
335620 Bacteria_ 
strain JCM6051 16 


16 
G 


6 
G 


16S 


16S 


16S 


16S 


2818184 2818105 23 99 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


1 
si 


2842461 2842422 23 60 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2851711 2851672 23 60 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


ce 
na 


nk 
ia 


2853280 2853241 23 60 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
Ss 2856383 2856344 23 60 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
Ss 2857959 2857920 23 60 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
Ss 2859496 2859457 23 60 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2860995 2860956 23 60 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2865614 2865575 23 60 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


na 


E 


na 


na 


ar 
ob 


s 
a; 


2887303 2887264 23 60 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2888826 2888787 23 60 gi 


s 
ia 


ridia; Clostridiales; 
2890351 2890312 23 


Eubacteriaceae; 
60 gi 


Eu 


ridia; Clostridiales; Eubacteriaceae; 
2893392 2893353 23 60 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2924000 2923961 23 60 gi 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2926841 2926802 23 60 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


Eu 


on 


ne 
na 


e 
ct 


2929874 2929835 23 60 


gi 
lphaproteobacteria; Rhizobiales; Methylo 
2935909 2935870 23 60 gi 
strain IFO 13614 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 
2946549 2946510 23 60 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
2948107 2948068 23 60 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2949597 2949558 23 60 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2951085 2951046 23 60 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2952586 2952547 23 60 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ar 
ba 


eq 


ob 


E 


E 


E 


E 


219856912 


219856896 


219856890 


219856889 


219856887 


219856886 


219856885 


219856884 


219856881 


219856865 
219856864 
6S ribosomal RNA, partial sequence 2887459 28889 


219856863 
6S ribosomal RNA, partial sequence 2888980 28904 


219856861 
2892009 28935 


219856841 


219856839 


219856837 
16S ribosomal RNA, partial sequence 2928528 29299 


219856833 
219856826 
219856825 


2946729 29481 


219856824 
2948221 29496 


219856823 
2949709 29511 


219856822 
2951208 29526 


sequence 
pelotric 


28410 
erobiace 


sequence 
Pseudo: 


, 


28518 
dales; X 


28549 
nterobac 


28565 
dales; X 


28581 
dales; P 


tial seq 
acteria; 


equence 


Sphingo 


equence 
les; Eub 


bacteriu 


bacteriu 


aceae; V 


e 29226 
dales; X 


sequence 
eria; Rh 


cystacea 


tial seq 
cteria; 


uence 


acillace 


nterobac 


nterobac 


nterobac 


nterobac 


2954084 2954045 23 60 gi 
S ribosomal RNA, partial sequence 


219856821 
2952708 2954129 Enterobacter asburiae Bacteria; 


ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref|NR_024709.1 
2850317 285183 
monadales; Pseud 


ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref |NR_024700.1 
2864276 286573 
monadales; Sphin 


ref|NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024683.1 


m. 
ref|NR_024682.1 
m. 

ref|NR_024680.1 
ibrio. 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024658.1 
2925520 292697 
odobacterales; R 


ref|NR_024656.1 
56 Terasakiella 
e; Terasakiella 
ref|NR_024652.1 
uence 293453 
Oceanospirillale 
ref|NR_024645.1 

2945130 294667 
ae; Lactobacillu 
ref|NR_024644.1 


teriaceae; Serra 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref |NR_024641.1 
57 Enterobacter 
teriaceae; Enter 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


Halanaerobium 
erobium fermentans 
m. 

Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Paracoccus 

1 Paracoccus 

hodobacteraceae; 


Terasakiella pusilla 


pusilla Bacteria; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Lactobacillus 
8 Lactobacillus 
Ss. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 


ref|NR_024640.1 


Enterobacter asburiae 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 


cloacae complex. 


335620 Bacteria_ 
ABE-1 16S ribosomal RNA, partial sequence 


16S 2961495 2961456 23 60 


Gammaproteobacteria; Alteromonadales; 
335620 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; 


Lactobacillales; 
335620 Bacteria_16S 


2964631 2964552 17 


2966115 2966076 23 


Colwelliaceae; 


93 


ribosomal RNA, partial sequence 
Streptococcaceae; 


60 


strain S37 16S ribosomal RNA, partial sequence 


Streptococcus. 


2963222 29647 


gi| 219856812 
2964771 29662 


gi|219856816|ref|NR_024635.1| Colwellia maris strain 
2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 

Colwellia. 

gi|219856814|ref|NR_024633.1| Streptococcus canis 


20 Streptococcus canis Bacteria; 


ref|NR_024631.1 
22 Sphingopyxis 


Sphingopyxis chilensis 
chilensis Bacteria; 


Proteobacteria; Alphaproteobacteria; 
335620 Bacteria_ 
resinovorans strain LMG 2274 16S ribosomal RNA, partial 
resinovorans Bacteria; 


Pseudomonas. 


335620 Bacteria_ 
citronellolis str 
citronellolis Bacteria; 


Pseudomonas. 


335620 Bacteria_ 
pneumoniae strain 
pneumoniae Bacter 
335620 Bacteria_ 
strain 087-AZ-H 1 
G 
335620 Bacteria_ 


Proteobacteria; 


strain LS-13 16S 
Proteobacteria; 


strain 441-1 16S 
Proteobacteria; 


caldus strain KU 
Proteobacteria; 


Bacteria; 


335620 Bacteria_ 
polyendosporus st 
polyendosporus Bacteria; 
335620 Bacteria_ 


Firmicutes; 


hortensis strain 


Intrasporangiaceae; 
335620 Bacteria_16S 
strain CreCitl 16 


16S 2998162 2998123 23 60 gi|219846925|ref|NR_026517.1| Acidithiobacillus 

16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 

ammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 

16S 3026846 3026807 23 60 gi|219846906|ref|NR_026498.1| Phenylobacterium 

16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 

acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 

16S 3029952 3029913 23 60 gi|219846904|ref|NR_026496.1| Anaerobacter 

rain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

16S 3036056 3036017 23 60 gi|219846899|ref|NR_026491.1| Clostridium disporicum 

strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 

16S 3046734 3046687 15 60 gi|219846891|ref|NR_026483.1| Ornithinicoccus 

HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Ornithinicoccus. 
3054376 3054337 23 60 gi|219846886|ref|NR_026478.1| Formivibrio citricus 


Proteobacteria; 


335620 Bacteria_16S 
multipotens strain RH-8 16S ribosomal RNA, partial sequ 
Proteobacteria; Deltaproteobacteria; Desulfurel 
335620 Bacteria_16S 
propionica strain 
Proteobacteria; Deltaproteobacteria; Desulfurel 
335620 Bacteria_16S 
kamchatkensis strain K-119 16S ribosomal RNA, partial s 
kamchatkensis Bacteria; 


Bacteria; 


Bacteria; 


Desulfurella. 


335620 Bacteria_16S 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteri 


Paracoccus. 


335620 Bacteria_16S 


Sphingomonadales; 


16S 2972239 2972200 23 60 gi 


Ss 


Sphingomonadaceae; 
219846942 
equence 


ref |NR_026534.1 
2970861 29723 


2 


Sphingopyxis. 


Pseudomonas 
5 Pseudomonas 


G 
335620 Bacteria_ 


G 
335620 Bacteria_ 


G 
335620 Bacteria_ 
immobile strain E 
Proteob 


Proteobacteria; 


16S 2973754 2973715 23 60 


Proteobacteria; 


16S 2982931 2982888 20 61 


16S 2990567 2990528 23 60 


6S ribosomal RNA, partial sequence 


16S 2992103 2992064 23 60 
ribosomal RNA, partial sequence 


16S 2993594 2993555 23 60 
ribosomal RNA, partial sequence 


Gammaproteobacteri 


ain DSM 50332 16S ribosomal RNA, partial 
Gammaproteobacteria; 


TW-183 16S ribosomal RNA, partial sequence 
ia; Chlamydiae; Chlamydiales; Chlamydiaceae; 


ammaproteobacteria; Legionellales; Legionellacea 


ammaproteobacteria; Legionellales; Legionellacea 


a; 


219846941 
sequenc 
Pseu 


gi 


gi| 219846935 
Chl 
gi| 219846930 
2989207 29906 


gi| 219846929 
2990709 29921 


gi|219846928 
2992209 29936 


ammaproteobacteria; Legionellales; Legionellaceae; 


Pseudomonadales; 


Pseudomonadaceae; 


ref |NR_026533.1] Pseudomonas 
e 2972376 2973885 Pseudomonas 
domonadales; Pseudomonadaceae; 


Chlamydophila 
5 Chlamydophila 


ref|NR_026527.1 
2981577 298305 
amydophila. 
ref|NR_026522.1| Legionella tucsonensis 
58 Legionella tucsonensis Bacteria; 
e; Legionella. 
ref|NR_026521.1| Fluoribacter gormanii 
58 Fluoribacter gormanii Bacteria; 
e; Fluoribacter. 
ref|NR_026520.1| Legionella brunensis 
81 Legionella brunensis Bacteria; 
Legionella. 


Clostridia; 
335620 Bacteria_ 


S ribosomal RNA, partial sequence 


3079860 3079821 23 60 gi 


3081436 3081397 23 60 gi 
U-8 16S ribosomal RNA, partial sequen 


3083012 3082973 23 60 gi 


Proteobacteria; 


3086009 3085970 23 60 gi 


3087454 3087415 23 60 gi 


Deltaproteobacteria; 


3052993 30544 
Betaproteobacteria; Neisseriales; Neisseriaceae; 
219846869 
ce 30784 


en 
lales; 


ce 
lales; 


equence 


a; 


denitrificans strain 381 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


335620 Bacteria_16S 


3117515 3117476 23 60 gi 


antarctica strain star-1 16S ribosomal RNA, partial sequence 
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Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

335620 Bacteria_16S 3173434 3173395 23 60 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

335620 Bacteria_16S 3176476 3176437 23 60 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

335620 Bacteria_16S 3182524 3182485 23 60 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3184076 3184037 23 60 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3185628 3185589 23 60 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3187180 3187141 23 60 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3188732 3188693 23 60 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

335620 Bacteria_16S 3190284 3190245 23 60 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3191836 3191797 23 60 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3193388 3193349 23 60 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3194938 3194899 23 60 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3196490 3196451 23 60 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3197964 3197925 23 60 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

335620 Bacteria_16S 3199446 3199407 23 60 gi|219846789|ref|NR_026381.1| Magnetospirillum 
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335620 Bacteria_16S 3290030 3289991 23 60 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3291555 3291516 23 60 gi| 219846727 |ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3293107 3293068 23 60 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3294659 3294620 23 60 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

335620 Bacteria_16S 3296209 3296170 23 60 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

335620 Bacteria_16S 3305455 3305416 23 60 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

335620 Bacteria_16S 3306995 3306956 23 60 gi|219846717|ref|NR_026309.1| Lactobacillus oris 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

335620 Bacteria_16S 3308474 3308435 23 60 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

335620 Bacteria_16S 3309936 3309897 23 60 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

335620 Bacteria_16S 3312884 3312845 23 60 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

335620 Bacteria_16S 3320528 3320489 23 60 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

335620 Bacteria_16S 3353970 3353931 23 60 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
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Halanaerobiales; 


335620 Bacteria_16S 
marismortui strain ATCC 17056 16S ribosomal RNA, partia 
Gammaproteobacter 


marismortui Bacte 
Chromohalobacter. 


335620 Bacteria_16S 
strain ATCC 49336 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
335620 Bacteria_16S 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 33891 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
335620 Bacteria_16S 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
335620 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


335620 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


335620 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


335620 Bacteria_16S 
ain DSM 10703 16S ribosomal RNA, parti 
Clostridia; 


acetireducens str 
acetireducens Bac 


335620 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


335620 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


335620 Bacteria_16S 
rain ATCC 25780 16S ribosomal RNA, parti 
Clostridia; 


paraputrificum st 
paraputrificum Ba 


335620 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; G 


335620 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


335620 Bacteria_16S 


strain NS 16S rib 
Proteobacteria; G 


335620 Bacteria_16S 


strain ATCC 35912 
Bacteria; Proteob 


acetivorans strai 
Bacteria; Proteob 


szegediense strai 
Bacteria; Proteob 


strain VKM-14L 16 
Proteobacteria; G 


335620 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 
in ACAM 456 16S ribosomal RNA, partial 
Gammaproteobacte 


gelidimarina stra 
gelidimarina Bact 


335620 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


Halanaerobiaceae; 
3386127 3386088 23 


ria; Proteobacteria; 


3387600 3387561 23 


3389113 3389074 23 


3401121 3401063 13 


3411862 3411823 23 


tes; Clostridia; 


3416322 3416274 13 


3429675 3429636 23 


3483804 3483765 23 


teria; Firmicutes; 
3502019 3501980 23 


ridia; Clostridiales; 
3529383 3529344 23 


ridia; Clostridiales; 


3550936 3550897 23 


cteria; Firmicutes; 


3560197 3560158 23 


3561712 3561673 23 


3566198 3566159 23 


3567704 3567665 23 


3569209 3569170 23 


3588933 3588894 23 


3649607 3649568 23 


3651146 3651107 23 


3652687 3652648 23 


bosomal RNA, 


3658808 3658769 23 


Proteobacteria; 
3660365 3660326 23 


eria; 


teria; Proteobacteria; 


335620 Bacteria_16S 
strain IC079 16S ribosomal RNA, partial sequence 


3661910 3661871 23 


60 


60 


60 


69 


60 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillo 


60 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


60 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


60 


60 


6S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


60 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


60 


60 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


60 


bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


60 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


60 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 


60 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
335620 Bacteria_16S 


60 


n A63 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfurel 
335620 Bacteria_16S 


60 


n OR2 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
335620 Bacteria_16S 


60 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 


60 


complete sequence 
ammaproteobacteria; Methylococcales; Methylococc 


60 


60 


ain ICP1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


60 


219846659 
1 sequence 
ia; Oceano 


gi 


219846658 

33862 
Halomonad 

219846653 


gi 


gi 


gi|219846645 
occineae 
219846637 
34104 
nellaceae; 
219846634 
34149 
Micr 


gi 


gi 


ales; 
219846625 
34282 
Shewanellac 
gi| 219846587 
al sequenc 
diales; Cl 
219846575 


gi 


Clostri 
gi 


cl 
gi| 219846557 
cl 
219846543 
al seque 
idiales; C 
219846536 
35587 
onaceae; V 
gi| 219846535 
3560299 35617 
onaceae; V 
219846532 
35647 
onaceae; V 

gi| 219846531 

3566301 35677 
Vibrionaceae; V 

gi| 219846530 
35678 
les; Vibri 
219846517 
e 35875 
lales; 
219846472 
e 36482 
occales; 
gi|219846471 
3649747 36512 


gi 


Clostr 
gi 


gi 


gi 


gi 


gi|219846470 
3651286 36527 


219846466 
sequence 

ria; 

219846465 


gi 


gi 


ia; Alte 


Desul 


Methy 


Alteromon 


ref|NR_026251.1 

3384746 338616 
spirillales; Hal 
ref |NR_026250.1 


aceae; 
ref |NR_026245.1 


ref|NR_026237.1 
13 Arthrobacter 


ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 
ref |NR_026217.1 
eae; Shewanella. 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026167.1 


ref 


NR_026149.1 


ref 
nce 


NR_026135.1 
35495 
lostridiaceae; 
ref |NR_026128. 
84 3560248 Vibri 
ibrio. 
ref|NR_026127.1 


7 
Cc 


fo} 


ibrio. 
ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref |NR_026123.1 


ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio. 
ref|NR_026109.1 
07 3589069 Desulf 
furellaceae; 
ref|NR_026064.1 
06 3649696 Methyl 
lococcaceae; 
ref |NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026058.1 

3657404 365891 
adales; 
ref|NR_026057.1 
3658961 366046 
romonadales; She 


gi|219846464 


; Micrococcaceae; 


Shewanellaceae; 


senegalense Bacteria; Firmicutes; Clostridia; 
Halanaerobium. 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 


19 3387691 Halomonas eurihalina Bacteria; 
Halomonas. 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 


Arthrobacter sulfureus 


sulfureus Bacteria; 


Arthrobacter. 
Dialister pneumosintes 
ter pneumosintes 


Cellulomonas humilata 
omonas humilata 


ulomonadaceae; 


Shewanella benthica 


93 3429730 Shewanella benthica Bacteria; 


Clostridium 
2 Clostridium 
ostridium. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 
ostridium. 


Clostridium quinii 


95 Clostridium quinii Bacteria; 
ostridium. 


Clostridium 
2 3551038 Clostridium 
lostridium. 

Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Desulfurella 
urella acetivorans 
Desulfurella. 
Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Shewanella 
0 Shewanella 
Shewanella. 

Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 


ref|NR_026056.1 


Glaciecola pallidula 


3660516 3661990 Glaciecola pallidula Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


335620 Bacteria_ 


psychrotropica st 
psychrotropica Ba 


335620 Bacteria_ 


strain ATCC 15712 
Proteob 


Bacteria; 
335620 Bacteria_ 


strain HK 204 16S 
G 
335620 Bacteria_16S 
strain EN 101 16S 
G 
335620 Bacteria_16S 
wasabiae strain S 
Proteob 
335620 Bacteria_16S 
betavasculorum st 
betavasculorum Ba 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Pectobacterium. 


335620 Bacteria_16S 


strain 1846 16S 
Proteobacteria; 


dejongeii strain 


Bacteria; Verruco 
335620 Bacteria_16S 


strain Pasteur II 
Firmicutes; 


Halothiobacillus. 


335620 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


335620 Bacteria_16S 


strain A089 16S r 
Proteobacteria; 


strain S51-W 16S 
Proteobacteria; 


strain B62 16S ri 
Proteobacteria; G 


335620 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


335620 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


335620 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


335620 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


335620 Bacteria_16S 


pelophila strain 
Bacteria; Proteob 


335620 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


335620 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


335620 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


G 
335620 Bacteria_16S 


Clost 
335620 Bacteria_16S 
halophilus strain 
halophilus Bacter 


G 
335620 Bacteria_16S 


G 
335620 Bacteria_16S 


16S 3663425 3663386 23 60 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
16S 3668038 3667999 23 60 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
16S 3669544 3669505 23 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3671050 3671011 23 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3672558 3672519 23 60 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3674066 3674027 23 60 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


3675571 3675532 23 60 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3710297 3710254 20 61 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3711801 3711762 23 60 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3719245 3719206 23 60 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


gi 


3720771 3720732 23 
ibosomal RNA, 
ridia; 


60 
complete sequence 
Clostridiales; Clostridiaceae; 
3750249 3750210 23 60 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3796986 3796947 23 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
3810576 3810537 23 60 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3816804 3816765 23 60 gi 
rain R3 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Gammaproteobac 


gi 


3832082 3832043 23 60 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3833512 3833473 23 60 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Ruminococcaceae; 
3837955 3837916 23 60 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3839501 3839462 23 60 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3842552 3842513 23 60 gi 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
3862181 3862142 23 60 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
3880586 3880547 23 60 

S ribosomal RNA, 
ridia; Clostridiales; Clostridiaceae; 


gi 


335620 Bacteria_16S 


halodenitrificans 


al 
te 


ct 


e 
ct 


ti 
te 


e 
ro. 


cl 


eq 
a; 


cl 


ol 


se 


ue 
te 


en 
co 


ha 


ne 
na 


Ca 


3893038 3892999 23 60 gi 
strain DSM 735 16S ribosomal RNA, 


219846463 


219846459 


219846458 


3668184 36696 
nterobac 


E 
219846457 


3669690 36711 
nterobac 


E 
219846456 
219846455 
ria; 


219846454 


3674212 36756 
nterobac 


E 
219846430 


biales; 
219846429 


219846424 
uence 


219846422 


3719395 37209 
ostridiu 


219846401 


3748871 37503 
on 


aceae; 
219846366 


3795600 37970 
welliace 


219846356 


3809177 38107 
udomonad 


219846352 
nce 
ria; 


219846341 


219846340 


219846337 


3836584 38380 
alomonad 


H 
219846336 


les; 
219846334 


e 


219846321 


3860745 3862279 Lacto 


219846309 


complete sequence 3879197 38807 
loramato 


219846300 


complete sequence 


sequenc 
ria; Alt 


36666 
eriales; 


36711 
eriales; 


al seque 
Ent 


37089 


37104 
ostridiu 


Chromat 


Vv 


Chr 


ce 38307 
ccaceae; 


38321 
Ruminococ 


38381 
Pis 


38411 
erobiace 


ref |NR_026055.1 
e 3662041 36635 
eromonadales; C 
ref|NR_026050.1 
79 3668133 Brenn 
Enterobacteria 
ref |NR_026049.1 


teri 
ref 


aceae; Erwi 
NR_026048.1 


teriaceae; Bren 
ref |NR_026047.1 
96 3672653 Pecto 
Enterobacteria 
ref |NR_026046.1 
nce 367270 
erobacteriales; 
ref|NR_026045.1 
teriaceae; Pant 
ref|NR_026021.1 
07 3710374 Prost 
Verrucomicrobiac 
ref|NR_026020.1 
25 3711931 Clost 
m. 
ref|NR_026015.1 
3717841 371934 
iales; Halothio 
ref|NR_026013.1 
m. 
ref |NR_025992.1 
ibri 
ref 


oO. 
NR_025957.1 


Colwellia. 
NR_025947.1 


ae; 
ref 


aceae; Pseudomon 
ref |NR_025943.1 

3815400 381690 
omatiales; Halot 


ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref|NR_025927.1 
aceae; Halomonas 
ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiuw 
ref |NR_025911.1 
bacillus reuteri 


ref|NR_025899.1 


Yr. 


2 
° 


e 
Cc 


b 
c 


h 


r 


b 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 
n 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 
n 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 
° 


ea. 

Prosthecobacter 
ecobacter dejongeii 

eae; Prosthecobacter. 
Clostridium septicum 
idium septicum Bacteria; 


Halothiobacillus 
4 Halothiobacillus 


acillaceae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus bromii 
coccus bromii Bacteria; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Halanaerobium 
erobium lacurosei 
m. 

Lactobacillus reuteri 
Bacteria; Firmicutes; 


, 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


ref|NR_025890.1 


389163 


Halomonas 
6 3893166 Halomonas 


halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


335620 Bacteria_16S 


strain F9251 16S 
Proteobacteria; A 


335620 Bacteria_16S 


strain B9 16S rib 
Proteobacteria; A 


335620 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


335620 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


335620 Bacteria_16S 


Ya501 16S ribosom 
Spirochaetales; S$ 


335620 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


335620 Bacteria_16S 


thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


335620 Bacteria_16S 


strain DM-82 16S 
Proteobacteria; A 


335620 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


335620 Bacteria_16S 


strain BN 126 16S 
Proteobacteria; A 


335620 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


335620 Bacteria_16S 


strain PW2 16S ri 
Proteobacteria; A 


335620 Bacteria_16S 


strain 101 16S ri 
Proteobacteria; A 


335620 Bacteria_16S 


strain DSS12 16S 


Proteobacteria; G 


335620 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; G 


335620 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


335620 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


335620 Bacteria_16S 


strain CL-SP19 16 
Proteobacteria; G 


335620 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; Sp 


335620 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


335620 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


3894557 3894518 23 60 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
3899216 3899177 23 60 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3914290 3914251 23 60 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3915801 3915722 24 100 gi 
ribosomal RNA, partial sequence 
rochaetales; 
3917217 3917138 24 

al RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
3934197 3934118 24 100 gi 
ibosomal RNA, partial sequence 
rochaetales; 
3937058 3937019 23 60 gi 
in THI 011 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


gi 


Spirochaetaceae; Borrelia 
100 gi 


3938492 3938453 23 60 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3939951 3939912 23 60 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


gi 


3941389 3941350 23 60 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
3944315 3944276 23 60 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3945774 3945735 23 60 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3950156 3950117 23 60 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3951691 3951652 23 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3953249 3953210 23 60 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
3966671 3966632 23 60 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


gi 


3969688 3969649 23 60 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3984117 3984078 23 60 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
3985610 3985531 25 100 gi 


Fla 
gi 


hingobacteria; Sphingobacteriales; 
3995971 3995932 23 60 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3997462 3997423 23 60 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


335620 Bacteria_16S 


3998956 3998917 23 60 gi 


219846299 


3893217 38946 


nellaceae; 
219846296 


3897893 38992 


hodobacter 
219846285 


3912908 39143 


Enterobac 
219846284 


3914434 39158 
Borrelia 


v 


219846283 


3915851 3917216 Borre 
orferi g 


gd 
219846271 


3932829 39341 
Spirochaetaceae; Borrelia. 


219846268 
sequence 
ria; Rhodo 


219846267 


3937190 39385 


hodobacter 
219846266 
equence 

a; Rhizobi 


219846265 


3940082 39414 
Afife 


biaceae; 
219846263 
nce 39429 
rillales; 

219846262 


3944448 39458 


Acetobacte 
219846259 


3948831 39502 


Acetobacte 
219846258 


3950287 39517 


hewanellac 
219846257 


3951843 39533 


oritellace 
219846248 
sequence 
a; Sphingo: 


219846246 

39683 

rillales; 
219846236 


3982735 39841 


diomarinac 
219846235 


6S ribosomal RNA, partial sequence 3984248 39856 


mmeovirgac 
219846228 


3994645 39960 


Erythrobac 
219846227 
uence 

a; Sphingo: 


219846226 


donghaensis strain SW-132 16S ribosomal RNA, partial sequence 


donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 


ref|NR_025889.1 


tonella. 
NR_025886.1 


Bar 
ref 


acea 
ref 


e; Ahrensia 
NR_025875.1 


teri 
ref 


aceae; Xenor 
NR_025874.1 
burgdorferi gro 
ref |NR_025873.1 
lia turdi Bacter 
roup. 
ref|NR_025861.1 


ref|NR_025858.1 

3935756 393713 
bacterales; Rhod 
ref|NR_025857.1 
aceae; Paracoccu 
ref|NR_025856.1 

3938625 394003 
ales; Methylobac 


v 


ref|NR_025855.1 
lla. 
ref |NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025852.1 


race 
ref 


ae; Acidocel 
NR_025849.1 


race 
ref 


ae; Acidocel 
NR_025848.1 


Shewanella 
NR_025847.1 


eae; 
ref 


ae; Moritella. 
ref |NR_025838.1 

3965346 396678 
monadales; Sphin 


ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref |NR_025826.1 


Idiomarina. 
NR_025825.1 


eae; 
ref 


eae; Roseivirga. 
ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025817.1 

3996136 399757 
monadales; Eryth 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Paracoccus 
9 Paracoccus 
obacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidocella facilis 


, 


54 Acidocella facilis Bacteria; 


la. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Shewanella violacea 


92 Shewanella violacea Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


ref |NR_025816.1 
3997630 399906 


Porphyrobacter 
9 Porphyrobacter 


Sphingomonadales; Erythrobacteraceae; 


335620 Bacteria_16S 


4000460 4000421 23 


60 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


335620 Bacteria_16S 
flavimaris strain 


Sphingopyxis. 
335620 Bacteria_16S 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


Bacteria; 
335620 Bacteria_16S 
flavimaris strain 


Marinobacter. 
335620 Bacteria_16S 


strain SW-120 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


335620 Bacteria_16S 


strain SW-117 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


335620 Bacteria_16S 
aquimaris strain 
Bacteria; 
335620 Bacteria_16S 
strain TF-22T 16S 


335620 Bacteria_16S 


HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


335620 Bacteria_16S 


4001880 4001841 23 


4003430 4003391 23 


4021559 4021520 23 


4029142 4029103 23 


4030692 4030653 23 


4036833 4036794 23 


4045865 4045826 23 


4047397 4047358 23 


4056319 4056280 23 


60 


SW-151 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


60 


60 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; 


60 


60 


60 


SW-110 16S ribosomal RNA, partial sequence 40355 
Proteobacteria; Alphaproteobacteria; 


60 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


60 


60 


strain SS20 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


335620 Bacteria_16S 
maritimus strain 
Bacteria; 
335620 Bacteria_16S 


strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 40776 
Thermoanaerobacterales; 


Firmicutes; 
Mahella. 

335620 Bacteria_16S 
pratensis strain 
Bacteria; 
335620 Bacteria_16S 


Clostridia; 


4057805 4057766 23 


4077474 4077435 23 


4085235 4085196 23 


4101612 4101573 23 


tainanensis strain S1 16S ribosomal RNA, 


Bacteria; 
335620 Bacteria_16S 


HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vib 


335620 Bacteria_16S 


strain A828 16S ribosoma 
Proteobacteria; Alphaproteobacteria; 


335620 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
Aestuariibacter. 
335620 Bacteria_16S 
salexigens strain 
salexigens Bacteria; 
Aestuariibacter. 
335620 Bacteria_16S 


haeundaensis strain BC74171 16S 


haeundaensis Bacteria; 
Paracoccus. 
335620 Bacteria_16S 
delicatus strain 
delicatus Bacteria; 
Sulfitobacter. 
335620 Bacteria_16S 


strain KMM 3554 16S ribo 
Proteobacteria; Alphaproteobacteria; 


335620 Bacteria_16S 


Proteobacteria; 


JC2043 
Pro 


JC2042 
Pro 


KMM 358 
Prot 


4104622 4104583 23 


4109182 4109143 23 


4128982 4128943 23 


4130471 4130432 23 


4135021 4134982 23 


4167474 4167435 23 


4168956 4168917 23 


4179766 4179727 23 


60 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae 


60 


60 


F31 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Methylophilales; 


60 


complete sequence 
Betaproteobacteria; Neisseriales; 


60 


60 


1 RNA, partial sequence 
Rhizobiales; 


60 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


60 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


60 


ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


60 


4 16S ribosomal RNA, partial sequence 
eobacteria; Alphaproteobacteria; 


60 


somal RNA, partial sequence 4167649 41690 
Rhodobacterales; Rhodobacter 


60 


Sphingomonadales; 


4045996 4047515 Vibri 


Thermoanaerobacte 


4103238 4104753 Vibri 
rionales; Vibrionaceae; Vibrio. 


Bartonellaceae; 


gi| 219846225 
3999120 40005 
gi|219846224 


219846223 
40020 


gi 


gi| 219846209 


gi|219846204 
4027757 40292 


gi| 219846203 
4029306 40308 


gi|219846199 


gi|219846190 
4044490 40459 


gi|219846189 


gi|219846183 
4054980 40563 


219846182 
40564 


gi 


gi|219846168 


219846163 
40838 
Me 
219846152 
41002 
Neiss 
219846150 


gi 
gi 
gi 
gi| 219846146 
4107869 41092 
gi| 219846131 
Alterom 
gi| 219846130 
Alterom 


219846124 
sequence 


gi 


gi|219846102 


gi|219846101 


Sphingomonadales; 


Vibrionaceae; 


Alteromonadales; 


Rhodobacterales; 


Rhodobacterales; 


ref|NR_025815.1| Silanimonas lenta 
01 Silanimonas lenta Bacteria; 
Silanimonas. 
ref|NR_025814.1| Sphingopyxis 
4000552 4001995 Sphingopyxis 
Sphingomonadaceae; 


ref|NR_025813.1| Photobacterium 

46 4003543 Photobacterium lipolyticum 

Photobacterium. 

ref|NR_025799.1| Marinobacter 
4020178 4021672 Marinobacter 

Alteromonadaceae; 


ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 

eae; Shewanella. 

ref|NR_025793.1| Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 
eae; Shewanella. 
ref|NR_025789.1] Erythrobacter 

07 4036950 Erythrobacter aquimaris 
Erythrobacteraceae; Erythrobacter. 
ref|NR_025780.1| Alteromonas litorea 
45 Alteromonas litorea Bacteria; 
Alteromonas. 

ref|NR_025779.1| Vibrio ezurae strain 
© ezurae Bacteria; Proteobacteria; 


ref|NR_025773.1| Halomonas koreensis 
78 Halomonas koreensis Bacteria; 
aceae; Halomonas. 
ref|NR_025772.1| Microbulbifer 
29 4057918 Microbulbifer maritimus 

; Microbulbifer. 
ref|NR_025758.1| Mahella australiensis 
04 Mahella australiensis Bacteria; 
rales Family IV. Incertae Sedis; 


ref|NR_025753.1| Methylobacillus 

73 4085273 Methylobacillus pratensis 
thylophilaceae; Methylobacillus. 
ref|NR_025742.1| Chitinibacter 

22 4101735 Chitinibacter tainanensis 
eriaceae; Chitinibacter. 
ref|NR_025740.1| Vibrio gallicus strain 
o gallicus Bacteria; Proteobacteria; 


ref|NR_025736.1| Bartonella chomelii 
43 Bartonella chomelii Bacteria; 
Bartonella. 
ref|NR_025721.1| Aestuariibacter 
127615 4129048 Aestuariibacter 
onadales; Alteromonadaceae; 


rs 


ref|NR_025720.1| Aestuariibacter 
129099 4130537 Aestuariibacter 


onadales; Alteromonadaceae; 


rs 


ref|NR_025714.1] Paracoccus 
4133716 4135123 Paracoccus 
Rhodobacteraceae; 


ref|NR_025692.1| Sulfitobacter 
4166170 4167598 Sulfitobacter 
Rhodobacteraceae; 


ref|NR_025691.1| Sulfitobacter dubius 
78 Sulfitobacter dubius Bacteria; 
aceae; Sulfitobacter. 


gi|219846094 


ref|NR_025684.1| Shewanella waksmanii 


strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanellaceae; 


Shewanella. 


335620 Bacteria_ 
strain G3-29 16S 
Proteobacteria; 

335620 Bacteria_ 


lipolyticus strai 
lipolyticus Bacte 


Marinobacter. 
335620 Bacteria_ 


nitratireducens s 


nitratireducens Bacteria; Proteobacteria; Gammaproteoba 
Thioalkalivibrio. 
335620 Bacteria_16S 4223732 4223693 23 60 gi 


strain 34633 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


335620 Bacteria_ 


strain F2R9 16S r 
G 


Proteobacteria; 
335620 Bacteria_ 


hispanicum strain 
Proteob 


Bacteria; 
335620 Bacteria_ 
aquaticum strain 
Bacteria; 
335620 Bacteria_ 


strain U 5/41 16S 
G 


Proteobacteria; 
335620 Bacteria_ 
thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 
335620 Bacteria_ 
strain 113-1 16S 


Firmicutes; Erysi 


335620 Bacteria_ 
strain MSB-8 16S 
Thermotogae; 


Thermotogae; 


Thermotogae; 


Proteobacteria; 


Caldithrix. 


335620 Bacteria_16S 
strain SL24 16S r 
Ther 
335620 Bacteria_16S 


Thermotogae; 


strain M343/98/2 


G 


Proteob 


Ther 
335620 Bacteria_16S 
strain CC-1 16S r 
Ther 
335620 Bacteria_16S 
strain Met-12 16S 
Ther 
335620 Bacteria_16S 
strain K1l1 16S ri 
B 
335620 Bacteria_16S 
valerianellae str 
valerianellae Bac 
335620 Bacteria_16S 
strain LF13 16S r 


16S 4187385 4187346 23 60 

ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
16S 4191993 4191954 23 60 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


gi 


16S 4206978 4206939 23 60 gi 
train ALEN 2 16S ribosomal RNA, partia 


ribosomal RNA, partial sequence 
16S 4235829 4235790 23 60 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 4240344 4240305 23 60 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
16S 4241803 4241764 23 60 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
16S 4246334 4246295 23 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 102831 102745 17 100 gi 
strain L420-91 16S ribosomal RNA, part 
Bacteria; Firmicutes; Bacillales; Paen 


gi 


16S 186626 186540 17 100 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 


gi 


16S 305451 305413 24 60 gi 

ribosomal RNA, complete sequence 

motogales; Thermotogaceae; Thermotoga. 
331376 331338 24 60 gi 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
452049 452011 24 60 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
534626 534544 23 102 gi 
bosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 


615051 615013 24 60 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
674231 674200 13 


gi 


Petrotoga. 
44 gi 


219846085 


4186000 41874 
Vv 


onaceae; 
219846081 

uence 

ia; 


v 


219846071 
1 
cteria; 


219846056 


4222451 42238 
izobiace 


rh 
219846045 


4234473 42358 
nterobac 


E 
219846042 
nce 
le 

219846041 
ce 
le 

219722938 


4244934 42463 
Enterobac 


265678995 


265678939 


185230 18674 
elotrichac 


265678857 


304028 30558 


265678840 


329993 33159 


265678753 


450666 45216 


265678696 


533233 53475 


581868 58337 


265678642 


613678 61515 


265678600 


16S ribosomal RNA, partial sequence 672829 67426 


Altero 


sequence 
Ch 


42390 
s; Methy 


42404 
s; Methy 


ial sequen 
ibacillace 


ref|NR_025675.1| Vibrio superstes 
86 Vibrio superstes Bacteria; 

ibrio. 
ref|NR_025671.1 
190616 419208 
monadales; Alter 


Marinobacter 
8 Marinobacter 
omonadaceae; 


rs 


ref|NR_025661.1 
4205616 420703 
romatiales; Ecto 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


ref|NR_025646.1| Afipia massiliensis 
25 Afipia massiliensis Bacteria; 

ae; Afipia. 
ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 
teriaceae; Klebsiella. 

ref|NR_025632.1| Methylobacterium 

11 4240418 Methylobacterium hispanicum 
lobacteriaceae; Methylobacterium. 
ref|NR_025631.1| Methylobacterium 

69 4241874 Methylobacterium aquaticum 
lobacteriaceae; Methylobacterium. 
ref|NR_024570.1| Escherichia coli 

83 Escherichia coli Bacteria; 
teriaceae; Escherichia. 

ref |NR_029303.1| Aneurinibacillus 

ce 101441 102925 Aneurinibacillus 

ae; Aneurinibacillus group; 


ref|NR_029247.1| Clostridium ramosum 
8 Clostridium ramosum Bacteria; 
eae. 
ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_029145.1| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


ref|NR_029058.1| Petrotoga mexicana 
9 Petrotoga mexicana Bacteria; 


ref|NR_029001.1| Ottowia thiooxydans 
7 Ottowia thiooxydans Bacteria; 


etaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 
577253 577171 23 102 gi| 265678668 |ref|NR_028973.1| Acidovorax 

ain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 

teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
583267 583229 24 60 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


ref|NR_028947.1| Petrotoga olearia 
2 Petrotoga olearia Bacteria; 


ref|NR_028905.1| Actinomyces coleocanis 
5 Actinomyces coleocanis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
335620 Bacteria_16S 799590 799504 17 100 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

335620 Bacteria_16S 949364 949282 23 102 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

335620 Bacteria_16S 969369 969319 13 60 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

335620 Bacteria_16S 1035154 1035068 17 100 gi| 265678355 |ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

335620 Bacteria_16S 1038179 1038097 23 102 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 


strain 7-1 16S ribosomal RNA, partial sequence 


1036784 1038267 Curvibacter gracilis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 


335620 Bacteria_16S 
ryukyuensis strai 


ryukyuensis Bacte 


335620 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 


335620 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


335620 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


335620 Bacteria_16S 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


335620 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


DSM 4359 16S ribo 
Thermotogae; Ther 


335620 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


strain 2DT 16S ri 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


335620 Bacteria_16S 


obscurus DSM 4316 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


335620 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


335620 Bacteria_16S 
n LMG 21980 16S ribosomal RNA, partial 
Ss 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


335620 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


335620 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


335620 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


335620 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


335620 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


335620 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


335620 Bacteria_16S 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
335620 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


osomal 
acteria 


RNA, partial sequence 


’ 


1198511 1198429 23 102 gi 


1203026 1202988 24 60 gi 


motogales; Thermotogaceae; 
1267822 1267740 23 102 
S ribosomal RNA, partial sequence 


gi 


1297790 1297704 17 100 
bosomal RNA, partial sequence 


gi 
12 


lales; Bacillaceae; Bacillus. 
1336042 1336004 24 60 gi 
ibosomal RNA, partial sequence 13 


motogales; Thermotogaceae; Petrotoga. 
1345233 1345187 16 60 gi 


0 16S ribosomal RNA, partial sequence 


1481531 1481449 23 
ain K601 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 


102 gi 


1617660 1617579 25 102 gi 


ria; Bacteroidetes; Sphingobacteria; 


1619183 1619102 25 102 gi 


Actinobacteridae; Actinomycet 


310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
335620 Bacteria_16S 


partial se 
Betaproteo 


1169826 11712 
Pseu 


ales; 


228715504 
e 


228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotoga. 


219846423 


1266430 12679 
etaproteobacteria; Burkholderiales; Ox 
335620 Bacteria_16S 


219878371 
quence 
bacteria; 


219878465 
sequence 
ph 


219878464 


11971 
rkholderia 


omycetales 


ingobact 


94 Thermobispora 
donocardineae; P 


ref |NR_027534.1 
31 1198567 Ramlib 
les; Comamonadac 
ref|NR_027530.1 
a neapolitan 


ref|NR_026014.1 


; Frankineae; Ge 
ref|NR_025510.1 
1480151 148165 
Burkholderiales; 
ref|NR_025604.1 
1616292 161776 


eriales; Cycloba 


ref|NR_025603.1 


1056458 1056372 17 100 gi|265678340|ref|NR_028642.1| Paraliobacillus 
n 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 
1106060 1105979 25 102 gi|265678305|ref|NR_028607.1| Bacteroides 
in A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
1140943 1140905 24 60 gi|253680763|ref|NR_028011.1| Salinisphaera 
n E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
ria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
1165149 1165100 13 60 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 
osomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
tes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
1171211 1171173 24 60 gi|228719618|ref|NR_027583.1| Thermobispora bispora 


bispora DSM 43833 
seudonocardiaceae; 


Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Massilia timonae 


23 Massilia timonae Bacteria; 


alobacteraceae; Massilia. 
219857534|ref|NR_025122.1] Bacillus endophyticus 
96399 1297868 Bacillus endophyticus Bacteria; 
228721489 |ref|NR_027612.1| Petrotoga mobilis 
34683 1336155 Petrotoga mobilis SJ95 Bacteria; 
228721038|ref|NR_027601.1| Geodermatophilus 
1343850 1345331 Geodermatophilus obscurus DSM 


odermatophilaceae; 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


hingobacteria; Sphingobacteriales; Cyclo 


1622229 1622148 25 102 gi 


in LMG 21969 16S ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 1617815 16192 
bacteria 
219878462 
sequence 


87 Algoriphagus chordae Bacteria; 

ceae; Algoriphagus. 

ref|NR_025601.1| Algoriphagus 
1620861 1622333 Algoriphagus 


eria; Bacteroidetes; Sphingobacteria; 


1625260 1625179 25 102 
ribosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
1879430 1879348 23 


Petrotoga. 
102 gi 


1966140 1966058 23 102 gi 


is Bacteria; Proteobacteria; 


335620 Bacteria_16S 


1970534 1970458 29 102 gi 


is strain G 16S ribosomal RNA, partial 
Betaprote 


Sphingobac 


219878460 


1623889 16253 


1812567 18140 


219878282 
uence 

a; Burkhol 
219878218 
sequence 
obacteria; 


219878215 


doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 


teriales; Cyclob 


ref|NR_025599.1 


ref|NR_025421.1 
1878060 187954 
deriales; Burkho 
ref|NR_025357.1 
1964797 196621 
Burkholderiales 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

1681561 1681523 24 60 gi|219878421|ref|NR_025560.1| Vulcanithermus 
rain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

1786495 1786414 25 102 gi| 219878345 |ref|NR_025484.1| Dysgonomonas mossii 

16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 

cteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

1813940 1813902 24 60 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Limnobacter 

7 Limnobacter 
lderiaceae; Limnobacter. 
Alcaligenes faecalis 

0 Alcaligenes faecalis 
Alcaligenaceae; 


, 


ref|NR_025354.1 
1969231 197053 


Azospirillum 
3 Azospirillum 


doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Azospirillum. 

335620 Bacteria_16S 
strain LMG 12370 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
335620 Bacteria_16S 2040762 2040676 17 100 


2039203 2039117 17 100 


gi 


16S ribosomal RNA, partial sequence 2037802 20393 


gi 


paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

335620 Bacteria_16S 2161001 2160920 23 100 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

335620 Bacteria_16S 2179303 2179221 23 102 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
335620 Bacteria_16S 2394795 2394714 25 102 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 
strain Loup-1 16S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

335620 Bacteria_16S 2538513 2538471 20 60 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

335620 Bacteria_16S 2545666 2545584 23 102 gi| 219857347 |ref|NR_024935.1| Acidovorax facilis 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

335620 Bacteria_16S 2630279 2630241 24 60 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

335620 Bacteria_16S 2634759 2634714 17 60 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

335620 Bacteria_16S 2712984 2712904 23 100 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 2750325 2750243 23 102 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

335620 Bacteria_16S 2788203 2788168 12 47 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

335620 Bacteria_16S 2862557 2862475 23 102 gi| 219856883 |ref|NR_024702.1| Curvibacter 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
335620 Bacteria_16S 3001271 3001185 17 100 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

335620 Bacteria_16S 3016446 3016365 25 102 gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 
strain 1145589 16S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas gadei Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

335620 Bacteria_16S 3020846 3020808 24 60 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

335620 Bacteria_16S 3022368 3022330 24 60 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

335620 Bacteria_16S 3225085 3225054 13 44 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

335620 Bacteria_16S 3393566 3393485 25 102 gi|219846650|ref|NR_026242.1| Bacteroides caccae 
strain ATCC 43185 16S ribosomal RNA, partial sequence 3392191 3393612 Bacteroides caccae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

335620 Bacteria_16S 3410308 3410227 25 102 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
strain ATCC 51270 16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

335620 Bacteria_16S 3549418 3549337 25 102 gi|219846544|ref|NR_026136.1| Porphyromonas 
cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 3548038 3549521 Porphyromonas 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
335620 Bacteria_16S 3795469 3795387 23 102 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 


strain 34-P 16S r 


ibosomal RNA, partial sequence 


219878169 


219878168 


Virgibacillus proomii 
proomii Bacteria; 


ref |NR_025308.1 
07 Virgibacillus 
Dolosicoccus 


ref|NR_025307.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 


3794096 3795549 Polaromonas vacuolata Bacteria; 


335620 Bacteria_16S 
strain 7 16S ribo 


Clostridia; 


335620 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; 


335620 Bacteria_16S 


strain Wai33 16S 


Deinococcus-Thermus; 
335620 Bacteria_16S 
strain YT-1 16S r 
Deinococcus-Thermus; 
335620 Bacteria_16S 
muriaticus strain 


Bacteria; Firmicutes; 


335620 Bacteria_16S 
salexigens strain 


Bacteria; 


Bacteroidetes; 


Algoriphagus. 


335620 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
335620 Bacteria_16S 
hispanicus strain 
hispanicus Bacteria; 
335620 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; 


335620 Bacteria_16S 


strain SS 1019 16 
Firmicutes; 


335620 Bacteria_16S 
condimenti strain 


Bacteria; 


335620 Bacteria_16S 
strain CE40 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
335620 Bacteria_16S 
strain R-10 16S r 


Bacteroidetes; 


aurantiaca strain 


Proteob 
335620 Bacteria_16S 
strain SW-2 16S r 
Sphingobacteria; 
335620 Bacteria_16S 
ornithinivorans s 
ornithinivorans Bacteria; 


Sphingobacteria; 
335620 Bacteria_16S 
helvolus strain D 
helvolus Bacteria; 
Pseudoclavibacter. 
335620 Bacteria_16S 
JB103 16S ribosomal RNA, partial sequence 19135 


ibosomal RNA, partial sequence 


4097199 4097118 25 102 gi 


Bacteroidetes; 
4098685 4098604 25 


102 gi 


Bacteroidetes; Sphingobacteria; 


ribosomal RNA, partial sequence 


133355 133318 25 60 
ibosomal RNA, complete sequence 


gi 


160746 160709 25 60 


gi 
Actinobacteria; Actinobacteridae; Ac 


192758 192685 23 93 


gi 


4006528 40080 
lobacteriaceae; 
ref 


Sphingobacteriales; Cyc 


train JC2052 16S ribosomal RNA, partia 
Sphingobacteri 


JC2051 16S ribosomal RNA, partial sequence 


4235935 42373 


122905 12429 


131953 13349 
Sphingobacteriales; Rhodothermaceae; 
ref 
SM 20419 16S ribosomal RNA, partial sequence 


219846155 
1 sequence 
a; 


219846154 


Sphingobacteriales; 


265678974 


265678956 
tinomyceta 


265678935 


03 Algoriphagus 


Sphingobacteriales; 


ref 


8 Cellulomonas 


ref 
5 Rhodothermus 


les; 


ref 
7 192822 Methylomonas aurantiaca 


3834969 3834931 24 60 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
somal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridiales; Ruminococcaceae; Ruminococcus. 
3868302 3868221 25 102 gi|219846317|ref|NR_025907.1| Porphyromonas levii 
16S ribosomal RNA, partial sequence 3866893 3868368 Porphyromonas levii Bacteria; 
Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
3877525 3877487 24 60 gi|219846311|ref|NR_025901.1| Thermus filiformis 
ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 
3879045 3879007 24 60 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
ibosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 
3897735 3897649 17 100 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Lactobacillales; Enterococcaceae; Tetragenococcus. 
3971135 3971057 25 100 gi|219846245|ref|NR_025835.1| Rhodothalassium 
WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
4007897 4007816 25 102 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 


marincola Bacteria; 
Algoriphagus. 

NR_025745.1| Algoriphagus 
4095844 4097268 Algoriphagus 
Cyclobacteriaceae; 


NR_025744.1| Algoriphagus 
4097319 4098745 Algoriphagus 
Cyclobacteriaceae; Algoriphagus. 


4225278 4225188 13 100 gi|219846055|ref|NR_025645.1] Salinicoccus 
DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
Firmicutes; Bacillales; Salinicoccus. 
4237320 4237239 25 102 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

31761 31716 17 60 gi|265679043|ref|NR_029351.1| Facklamia sourekii 

S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 

Lactobacillales; Aerococcaceae; Facklamia. 

40597 40552 i7 60 gi| 265679037 |ref|NR_029345.1| Staphylococcus 

F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 

Firmicutes; Bacillales; Staphylococcus. 

124269 124235 13 47 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 


hominis Bacteria; 
llulomonadaceae; Cellulomonas. 
NR_029282.1| Rhodothermus marinus 
marinus Bacteria; 
Rhodothermus. 
NR_029264.1| Pseudoclavibacter 
159387 160848 Pseudoclavibacter 
Micrococcineae; Microbacteriaceae; 


Ce 


NR_029243.1| Methylomonas 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

335620 Bacteria_16S 205089 205059 17 47 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 

thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 

thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

335620 Bacteria_16S 270540 270510 17 47 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 

polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

335620 Bacteria_16S 313145 313100 17 60 gi| 265678852 |ref|NR_029158.1| Staphylococcus 

saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 

saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

335620 Bacteria_16S 325275 325238 25 60 gi|265678844|ref|NR_029149.1| Prevotella disiens 

strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 

Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

335620 Bacteria_16S 326804 326767 25 60 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 

strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 

Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

335620 Bacteria_16S 328329 328292 25 60 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 


strain WPH 179 16 
Bacteroidetes; Ba 


S ribosomal RNA, partial sequence 


cteroidia; Bacteroidales; Prevotellace 


ae; 


326926 328435 Prevotella oulorum Bacteria; 
Prevotella. 


335620 Bacteria_16S 349775 349738 25 60 gi| 265678825 |ref|NR_029130.1 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromy 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
335620 Bacteria_16S 376521 376476 17 60 gi|265678804|ref|NR_029109.1 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

335620 Bacteria_16S 378081 378044 25 60 gi| 265678803 |ref|NR_029108.1 


XILO1 16S ribosomal RNA, 


Actinobacteridae; 


335620 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


335620 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


335620 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


335620 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


335620 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


335620 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


335620 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


335620 Bacteria_16S 


strain LV3 16S ri 


complete sequence 
Actinomycetales; Micrococcineae; Micr 
393473 393428 17 60 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
402622 402585 25 60 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 

433617 433572 17 60 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
453641 453596 17 60 gi 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
455240 455195 17 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 

473456 473383 23 93 
ribosomal RNA, partial sequence 
bacillales; Weissella. 
511807 511777 17 
osomal RNA, partial sequence 


v 


60 gi 


gi 


47 gi 


376697 378215 Agromyces 


obacteriac 
265678793 
sequence 

illaceae; 

265678787 
artial seq 
obacterida 


265678766 
ence 43219 


265678752 


452220 45376 


265678751 


453819 45536 


265678736 


472041 47353 


265678711 


510382 51190 


lales; Bacillaceae; Geobacillus. 

520912 520875 25 60 gi| 265678705 
R-9192 16S ribosomal RNA, partial sequence 51954 
idetes; Flavobacteria; Flavobacteriales; Flavoba 

522439 522402 25 60 gi| 265678704 
n R-9106 16S ribosomal RNA, partial sequence 
ria; Bacteroidetes; Flavobacteria; Flavobacteria 

565254 565217 25 60 gi| 265678676 


bosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


335620 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


335620 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


335620 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


335620 Bacteria_16S 


VKM Ac-1800 16S r 


701408 701363 17 60 

ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
702895 702850 17 60 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
705748 705711 25 60 gi 
EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


730197 730160 25 60 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
756644 756607 25 60 gi 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


335620 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


335620 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


335620 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


335620 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


335620 Bacteria_16S 


762678 762633 17 60 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
798028 797983 17 60 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
828646 828597 13 60 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
830222 830173 13 60 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
857374 857301 23 93 gi 


563902 56532 
ococcineae; 


265678582 


699985 70142 


265678581 


701473 70290 
Paenibacillus. 


265678579 
ence 70441 
ales; Prop 


265678562 


728785 73027 


ae; Prevot 
265678542 


755262 75674 


ococcineae 
265678538 
quence 
illaceae; 
265678514 
al sequenc 
nibacillac 
265678494 
e 82720 
Selenomon 
265678493 
82878 
Selenomon 
265678474 


gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 


nibacillus. 


ulmi Bacte 
eae; Agromyces. 
ref|NR_029098.1 

392074 393575 
Paenibacillus. 
ref |NR_029092.1 
uence 401266 
e; Actinomycetal 


r 


ref |NR_029071.1 
6 433742 Paenib 


ref|NR_029057.1 


ref|NR_029056.1 


ref|NR_029041.1 


ref|NR_029016.1 


ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref |NR_028981.1 


; Microbacteriac 
ref |NR_028887.1 
2 Paenibacillus 


ref|NR_028886.1 
9 Paenibacillus 


ref |NR_028884.1 
6 705838 Friedm 
ionibacterineae; 


ref|NR_028866.1 


ella. 
ref|NR_028846.1 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 

Paenibacillus 

Paenibacillus 


Agromyces ulmi strain 
ia; Actinobacteria; 


Paenibacillus 
Paenibacillus 


Agromyces cerinus 
402730 Agromyces 


es; Micrococcineae; 


Paenibacillus 
acillus favisporus 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Flavobacterium 
acterium micromati 
obacterium. 

Flavobacterium 

Flavobacterium 
iaceae; Flavobacterium. 

Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Friedmanniella 
anniella lacustris 


Nocardioidaceae; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


; Microbacteriaceae; Agromyces. 
ref|NR_028842.1| Paenibacillus 
761257 762788 Paenibacillus 
Paenibacillus. 
ref|NR_028817.1| Paenibacillus 
e 796606 798156 Paenibacillus 
eae; Paenibacillus. 
ref|NR_028797.1| Selenomonas infelix 
9 828732 Selenomonas infelix Bacteria; 
as. 
ref|NR_028796.1| Selenomonas noxia 
3 830273 Selenomonas noxia Bacteria; 
as. 
ref|NR_028777.1] Leuconostoc 
855982 857475 Leuconostoc 


335620 Bacteria_16S 
ruestringensis st 
ruestringensis Bacteria; 
335620 Bacteria_16S 


strain VKM Ac-179 


Bacteria; Actinob 


Rathayibacter. 


335620 Bacteria_16S 


strain VKM Ac-180 


koreensis strain 
Bacteria; 


VKM Ac-1401 16S r 
succinus subsp. 


s 


strain IC166 16S 
Bacteroidetes; Fl 


335620 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


vladivostokensis 
vladivostokensis 
Vitellibacter. 


335620 Bacteria_16S 


strain 14 16S rib 


Actinobacteria; Actinoba 
335620 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


335620 Bacteria_16S 


1279 16S ribosoma 


Deinococcus-Thermus; 
335620 Bacteria_16S 1 


smaragdinae DSM 1 
11293 Bacteria; S 


335620 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


335620 Bacteria_16S 


stercorihominis D 
stercorihominis D 


335620 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
335620 Bacteria_16S 
rain TT4B 16S ribosomal RNA, partial s 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


335620 Bacteria_16S 
ribosomal RNA, partial sequence 
Flavobacteriales; 


strain AT1013 16S 
Bacteroidetes; Fl 


335620 Bacteria_16S 
ain YKJ-115 16S ribosomal RNA, partial 
Bacillales; 


psychrophilus str 
psychrophilus Bac 


335620 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


335620 Bacteria_16S 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 


Firmicutes; 
335620 Bacteria_16S 


865088 865051 25 


Bacteroidetes; 
886089 886052 25 


887625 887588 25 


890664 890630 13 


Actinomadura. 
899855 899810 17 


Bacillales; 
912185 912148 25 


1019807 1019762 17 


1029005 1028968 25 


avobacteria; 
1064097 1064067 17 


1073037 1073000 25 


Bacteria; Bacteroidetes; 
1102970 1102933 25 
osomal 


1139403 1139366 25 


1159008 1158971 25 
1 RNA, partial sequence 
Deinococci; 
169643 1169563 23 


pirochaetes; 
1174283 1174246 25 
16S ribosomal 
cteroidetes; 
1183330 1183300 17 
SM 1724 
SM 17244 Bacteria; 
1195418 1195388 17 


a; Firmicutes; 


1269380 1269336 18 
cteria; Proteobacteria; 


1275294 1275215 25 


avobacteria; 
1285735 1285686 13 
teria; Firmicutes; 
1288875 1288802 23 


Weissella. 
1291824 1291775 13 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
335620 Bacteria_16S 


ribosomal RNA, partial sequence 
Flavobacteriales; 


RNA, partial sequence 
cteridae; Actinomycetales; Micrococcineae; 
ref 
onia 


Thermales; 


RNA, partial 
Flavobacteria; 


4 16S ribosomal RNA, 
Firmicutes; 


60 gi 


rain Bl 16S ribosomal RNA, partial sequence 
Flavobacteria; 


60 gi 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


60 gi 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
335620 Bacteria_16S 
catellatispora st 
catellatispora Ba 
Thermomonosporaceae; 
335620 Bacteria_16S 


47 gi 


rain 3.24 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; 


60 gi 


YC300 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


60 gi 


60 gi 


uccinus strain AMG-D1 16S ribosomal RNA, 
Staphylococcus succinus subsp. 
335620 Bacteria_16S 


succinus Bacteria; 


60 gi 


47 gi 


n TA-67 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclobacillaceae; 
335620 Bacteria_16S 


60 gi 


60 gi 


60 gi 


omal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
ref 
hermus ruber DSM 


60 gi 


1157686 1159115 Meiot 
Meiothermus. 
ref 
43 1169775 Spiroc 
Spiroc 
ref 
00 1174354 Capnoc 
Flavob * 
ref 


Thermaceae; 
100 gi 


1293 16S ribosomal RNA, partial sequence 
Spirochaetales; 


60 gi 
sequence 


Flavobacteriales; 


47 gi 


partial sequence 
Clostridia; 


47 gi 


53 16S ribosomal RNA, partial sequence 
Clostridia; 


910794 91228 


1027642 10290 
Flavobacteriaceae; 
ref a 
1062699 10642 


1101592 11031 


Spirochaetaceae; 


265678469 


265678454 
88470 


265678453 
88624 


265678451 


265678445 
89842 


265678437 
265678365 
complete 
265678359 


265678335 


265678329 


265678308 


253680764 


228721491 


228719827 
11682 


228719222 
11729 


228717350 


228715634 


Thermoanaerobacterales; 


60 gi 
Deltaproteobac 
100 gi 


60 gi 
Jeotgal 
93 gi 


1287447 1289004 Weiss 


60 gi 


1273959 12753 
Flavobacteriaceae; 
ref 
1284334 12858 


219846421 
equence 
teria; 


219846219 


219846054 
sequence 
icoccus. 
219846052 


228720812 


ref 
863710 86513 
Flavobacterial 
ref 
1 886196 Ratha 
Micrococ 


ref 
7 887732 Agreia 
Microbacteriac 
ref 
889276 89072 
Actinomycetales; 


ref 
7 899962 Paenib 
Paenibacillus. 
ref 
1 Leifsonia poae Bacteria; 


ref 


Firmicutes; 
ref 
54 Cellulophaga 


ref 
strain KMM 3516 16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteri 


ref 
01 Agromyces rhizospherae Bacteria; 


ref 
1267974 12694 
Desulfu 


ref 
12 Sejongia antarctica Bacteria; 


ref 
ella 


ref 
1290453 1291853 Corynebacterium urealyticum 


Mi 


se 


Ce 


Al 


Mi 


R 


T 


Se 


181973 11834 
Clostridi 
ref 
1194029 1195514 Carbox 


NR_028772.1 
5 
es; Flavobac 
NR_028756.1 


NR_028755.1 


NR_028753.1 
7 


NR_028747.1 


NR_028739.1 


crobacteriac 
NR_028667.1 
quence 
Bacillales; 
NR_028661.1 


llulophaga. 
NR_028637.1 
3 
icyclobacill 
NR_028631.1 

107168 
ales; 


NR_028610.1 


crobacteriac 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_027614.1 


NR_027585.1 


haeta. 
NR_027581.1 


acteriaceae 
NR_027562.1 
3 
ales; Eubact 
NR_027536.1 


hermoanaerob 


NR_026012.1 
4 
romonadales; 


NR_025809.1 
jongia. 
NR_025644.1 
4 


NR_025642.1 
soli Bacter 


Muricauda 
Muricauda 

teriaceae; Muricauda. 
Rathayibacter caricis 


yibacter caricis 
cineae; Microbacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Actinomadura 
Actinomadura 


Streptosporangineae; 


Paenibacillus 
acillus koreensis 


Leifsonia poae strain 


eae; Leifsonia. 
Staphylococcus 
1018386 1019933 
Staphylococcus. 
Cellulophaga algicola 


algicola Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Vitellibacter 
7 1073086 Vitellibacter 


Flavobacteriaceae; 


Agromyces rhizospherae 


eae; Agromyces. 
Leifsonia rubra strain 
ria; Actinobacteria; 


Meiothermus ruber DSM 
1279 Bacteria; 


Spirochaeta 
haeta smaragdinae DSM 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Sejongia antarctica 
Jeotgalicoccus 
0 Jeotgalicoccus 


Weissella soli strain 


ia; Firmicutes; 


NR_027597.1 


Corynebacterium 


DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


335620 Bacteria_16S 1294881 1294836 17 60 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

335620 Bacteria_16S 1317602 1317565 25 60 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

335620 Bacteria_16S 1320718 1320673 17 60 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

335620 Bacteria_16S 1322260 1322215 17 60 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

335620 Bacteria_16S 1375491 1375454 25 60 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

335620 Bacteria_16S 1402471 1402434 25 60 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

335620 Bacteria_16S 1434451 1434406 17 60 gi|224581433|ref|NR_027215.1| Staphylococcus felis 


strain GD521 16S 
Firmicutes; Bacil 


335620 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


335620 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


335620 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


335620 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


335620 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


335620 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


335620 Bacteria_16S 


strain R5292 16S 
Actinobacteria; A 


335620 Bacteria_16S 
n R-8899 16S ribosomal RNA, partial se 


gelidilacus strai 
gelidilacus Bacte 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1435979 1435934 17 60 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1437517 1437480 25 60 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1479972 1479927 17 60 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1545027 1544990 25 60 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1628265 1628228 25 60 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1651026 1650987 23 60 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1683141 1683107 13 47 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1713673 1713636 25 60 gi 


e 


oc 


nc 
S; 


ob 


no 


qu 


ria; Bacteroidetes; Flavobacteria; Flavo 


335620 Bacteria_16S 
strain A37 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
335620 Bacteria_16S 


Bacteroidetes; 


thomasii strain D 
thomasii Bacteria 


Anaerobiospirillum. 
335620 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


agarexedens strai 
agarexedens Bacte 


stellifer strain 
Bacteria; Firmicu 


flaccumfaciens pv 


Curtobacterium flaccumfaciens pv. 


Actinomycetales; 


strain P 297/02 1 


335620 Bacteria_16S 


teria; 
335620 Bacteria_16S 

n DSM 1327 16S ribosomal RNA, partial 
ria; 
335620 Bacteria_16S 


tes; 
335620 Bacteria_16S 


1719823 1719786 25 60 gi 


Sphingobacteriales; Sphin 
1742651 1742578 23 93 gi 
SM 11806 16S ribosomal RNA, partial se 
; Proteobacteria; Gammaproteobacteria; 


qu 


1778955 1778910 17 60 gi 
ain DSM 1355 16S ribosomal RNA, partia 

Firmicutes; Bacillales; Paeniba 
1780505 1780460 17 60 gi 


1 
ci 


se 
Firmicutes; Bacillales; Paenibacill 
1801620 1801575 17 60 gi 
IS1 16S ribosomal RNA, partial sequenc 
Bacillales; Paenibacillaceae; Pae 
1812400 1812363 25 60 gi 
flaccumfaciens strain LMG 3645 16S r 


e 
ni 


ib 


Curto 


1820077 1820040 25 60 gi 


oc 


1433051 14345 
224581431 
ence 14345 
nibacillus 
224581430 
hermaceae; 
219878381 
et 
219857262 
1543657 15451 


ct 
219878458 


219878442 
1649700 16511 


219878420 
1681727 16832 


219878399 
219878395 
1718445 17199 
219878379 
Aeromonad 


219878351 


219878350 


219878335 


219878323 
6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


14361 


e sequen 


occus. 


eriaceae 


16269 
Flavoba 


e 


acterace 


mycineae 
ence 
bacteria 
gobacter 


ence 


sequence 
llaceae; 


quence 


aceae; P 


18002 


osomal R 


bacteriu 


occineae 


bacillus. 
219878328 
NA, 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; 
335620 Bacteria_16S 


mM. 


ref|NR_027213.1 
76 1436085 Paeni 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 


; Actinomycetace 
ref |NR_025538.1 

1712309 171377 
les; Flavobacter 
ref|NR_025534.1 


iaceae; Pedobact 
ref|NR_025518.1 

1741287 174278 
ales; Succinivib 


, 


ref|NR_025490.1 

1777548 177905 
Paenibacillus. 
ref |NR_025489.1 

1779107 178061 
aenibacillus. 
ref|NR_025474.1 
19 1801737 Paenib 
ref |NR_025467.1 
partial sequ 


ref |NR_025462.1 
91 Plantibacter 
; Microbacteriac 


1821609 1821572 25 60 gi 


219878322 


herbarum strain P 420/07 16S ribosomal RNA, partial sequence 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Curtobacterium. 


b 


25 Staphylococcus felis Bacteria; 


Paenibacillus 
acillus antarcticus 


Oceanithermus 
thermus profundus 


ref|NR_025520.1| Staphylococcus sciuri 
ce 1478573 1480100 Staphylococcus sciuri 
ref|NR_024893.1| Arenibacter latericius 
00 Arenibacter latericius Bacteria; 

; Arenibacter. 

ref|NR_025597.1| Flavobacterium 

01 1628368 Flavobacterium frigoris 
cteriaceae; Flavobacterium. 
ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 

ae; Labrys. 

ref|NR_025559.1| Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Paenibacillus 
acillus stellifer 


Curtobacterium 
ence 1811040 1812516 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 


ref |NR_025461.1 
1820242 182172 


Curtobacterium 
4 Curtobacterium 


335620 Bacteria_16S 


strain P 229/10 1 


335620 Bacteria_16S 
molinativorax str 


molinativorax Bac 


Microbacteriaceae; 
335620 Bacteria_16S 


strain LMG 1945, 
Proteobacteria; 


335620 Bacteria_16S 
azoreducens strai 


Bacteria; 


strain LMG 18419 


Firmicutes; Bacil 


335620 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


B 


Firmicu 
335620 Bacteria_16S 


1823135 1823098 25 


60 gi 


219878321 


6S ribosomal RNA, partial sequence 1821775 18232 


ref |NR_025460.1 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

1835267 1835230 25 60 gi|219878312|ref|NR_025451.1| Gulosibacter 
ain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Gulosibacter. 

1899643 1899570 23 93 gi|219878264|ref|NR_025403.1| Brackiella oedipodis 
R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Brackiella oedipodis Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 

1915769 1915724 17 60 gi|219878252|ref|NR_025391.1| Paenibacillus 
n CM1 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

1943243 1943198 17 60 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

1955498 1955464 13 47 gi|219878225|ref|NR_025364.1| Actinomyces 
in CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 
1969159 1969129 17 47 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 


335620 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


335620 Bacteria_16S 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
335620 Bacteria_16S 
ibosomal RNA, partial sequence 


hesperidum strain 
Bacteria; Firmicu 


strain M384 16S r 
Bacteroidetes; Ba 


335620 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


335620 Bacteria_16S 
6S ribosomal RNA, partial sequence 2062466 20 
Flavobacteriales; 


strain NNO15860 1 
Bacteroidetes; Fl 


335620 Bacteria_16S 
6S ribosomal RNA, partial sequence 2063988 20 
Flavobacteriales; 


strain NNO15840 1 
Bacteroidetes; Fl 


335620 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


335620 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


335620 Bacteria_16S 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
335620 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


KMM 3909 16S ribo 
Flavobacteria; Fl 


335620 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


335620 Bacteria_16S 


strain MUP 1182 1 


lales; Bacillales Family 
2033053 2033023 17 


2047023 2046986 25 


cteroidia; Bacteroidales; 
2048591 2048546 17 
ibosomal RNA, 
lales; Paenibacillaceae; 
2063831 2063794 25 


avobacteria; 
2065355 2065318 25 


avobacteria; 
2071554 2071509 17 

ain XE 16S ribosomal RNA, 
teria; Firmicutes; 
2073107 2073070 25 


cteroidia; Bacteroidales; 
2088450 2088401 14 


2097519 2097482 25 


avobacteriales; 
2142925 2142888 25 
ain D30 
teria; Bacteroidetes; 
2148980 2148932 15 


6S ribosomal RNA, 


ribosomal RNA, partial sequence 


complete sequence 


16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial seq 


1967755 19691 


somal RNA, partial sequence 2096154 2097581 Meson 


X. Incertae Sedis; Thermicanus. 

47 gi|219878174|ref|NR_025313.1 
ence 2031681 2033165 Alicyc 
Alicyclobacillus. 

60 gi|219878161|ref|NR_025300.1 

2045623 20471 
Prevotellaceae; Prevotella. 
60 gi|219878160|ref|NR_025299.1 
2047168 2048707 Paenibacillus 
Paenibacillus. 
60 gi| 219878148 |ref|NR_025287.1 
63937 Cellulophaga 
Flavobacteriaceae; Cellulophaga. 
60 gi| 219878147 |ref|NR_025286.1 
65461 Cellulophaga 
Flavobacteriaceae; Cellulophaga. 
60 gi| 219878143 |ref|NR_025282.1 
complete sequence 2070125 207167 
Bacillales; Paenibacillaceae; Thermobacillus. 
60 gi| 219878142 |ref|NR_025281.1 
2071729 2073175 Prevot 
Prevotellaceae; Prevotella. 

61 gi|219878131|ref|NR_025270.1 
1 sequence 2087053 208849 
sulfurobacteriaceae; Desul 

60 gi|219878124|ref|NR_025263.1 

ia algae Bacteri 
Flavobacteriaceae; Mesonia. 

60 gi|219857640|ref|NR_025229.1 

uence 2141553 214301 
Flavobacteria; Flavobacteriales; Flavobact 
60 gi|219857636|ref|NR_025225.1 


complete sequence 2147582 21491 


14 Mycobacterium 


80 Thermicanus aegyptius Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Thermobacillus 
8 Thermobacillus 


Prevotella enoeca 
ella enoeca Bacteria; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Mesonia algae strain 
a; Bacteroidetes; 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Amphibacillus 

acillus fermentum 


Meiothermus 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
335620 Bacteria_16S 2177836 2177763 23 93 gi|219857615|ref|NR_025204.1 
strain IH003 16S ribosomal RNA, partial sequence 2176454 21779 

Firmicutes; Lactobacillales; Leuconostoc. 

335620 Bacteria_16S 2180783 2180746 25 60 gi|219857613|ref|NR_025202.1 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 218088 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteria 
335620 Bacteria_16S 2182299 2182262 25 60 gi|219857612|ref|NR_025201.1 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 218240 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 
335620 Bacteria_16S 2191505 2191460 17 60 gi|219857605|ref|NR_025193.1 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

335620 Bacteria_16S 2194444 2194407 25 60 gi|219857603|ref|NR_025191.1 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 219457 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Mei 


0 Meiothermus 
othermus. 


335620 Bacteria_16S 2226169 2226124 17 60 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

335620 Bacteria_16S 2227730 2227685 17 60 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

335620 Bacteria_16S 2229253 2229216 25 60 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

335620 Bacteria_16S 2346199 2346154 17 60 gi| 219857497 |ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

335620 Bacteria_16S 2358321 2358284 25 60 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

335620 Bacteria_16S 2361362 2361325 25 60 gi|219857487|ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

335620 Bacteria_16S 2362881 2362844 25 60 gi| 219857486 |ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

335620 Bacteria_16S 2388693 2388663 17 47 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl1 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
335620 Bacteria_16S 2393275 2393238 25 60 gi|219857465|ref|NR_025053.1| Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
335620 Bacteria_16S 2399267 2399222 17 60 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

335620 Bacteria_16S 2419307 2419234 23 93 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 


strain DSM5578 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 

335620 Bacteria_16S 2420862 2420789 23 93 
strain IH25 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 

335620 Bacteria_16S 2423921 2423884 25 60 gi 
sublithincola strain QSSC9-3 16S ribosomal RNA, partial 
sublithincola Bacteria; Bacteroidetes; Flavobacteria; F 
335620 Bacteria_16S 2432790 2432745 17 60 gi 
chinjuensis strain WN9 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
335620 Bacteria_16S 2434330 2434293 25 60 gi 
frigidarium strain A2i 16S ribosomal RNA, partial seque 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriale 
335620 Bacteria_16S 2535679 2535642 25 60 gi 
capsulata strain Ben 108 16S ribosomal RNA, partial seq 
capsulata Bacteri 
Nocardioidaceae; Friedmanniella. 

335620 Bacteria_16S 2608697 2608659 23 60 gi 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, part 
naphthovorans Bacteria; Proteobacteria; Gammaproteobact 
335620 Bacteria_16S 2633201 2633164 25 60 gi 
strain ACAM 81 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
335620 Bacteria_16S 2644025 2643980 17 60 gi 
campinasensis strain 324 16S ribosomal RNA, partial seq 
campinasensis Bacteria; Firmicutes; Bacillales; Paeniba 
335620 Bacteria_16S 2684664 2684627 25 60 gi 
strain KMM 3677 1 
Bacteroidetes; Flavobacteria; 
335620 Bacteria_16S 
strain KMM 3676 1 
Bacteroidetes; Flavobacteria; Flavobacteriales; 
335620 Bacteria_16S 2687575 2687538 25 60 
strain KMM 3526 1 
Bacteroidetes; Flavobacteria; Flavobacteriales; 
335620 Bacteria_16S 2701006 2700969 25 60 
strain EPSA11 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; 


gi|2 


Ss; 


ue 
ci 


Flavoba 
gi 


Flavobacteriales; ct 


2686106 2686069 25 60 


Flavobact 


gi 


Flavoba 
gi 


ct 


Prevotellaceae 


2417916 24194 


2419471 24209 


219857443 

s 
la 
219857436 
nc 
ni 
219857432 
nc 


219857354 
ue 
a; Actinobacteria; Actinobacteridae; Act 


219857263 
ia 
er 
219857237 
2631843 26332 
ct 
219857229 


219857200 
6S ribosomal RNA, partial sequence 2683309 26847 


219857199 
6S ribosomal RNA, partial sequence 2684767 26861 


219857198 
6S ribosomal RNA, partial sequence 2686201 26876 


219857188 
2699606 2701098 Prevotella salivae Bacteria; 


19857446|ref|NR_025034.1 


ref|NR_025031.1 

2422553 242399 
iales; Flavobact 
ref |NR_025024.1 
10 2432897 Paenib 
ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flav 
ref |NR_024942.1 

2534307 253578 
ales; Propioniba 


equence 
vobacter 


e 24314 
bacillus 


24329 
Flavoba 


e 


nce 
inomycet 


’ 


ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024865.1 


1 sequen 
ia; Ocea 


eriaceae; Flavobacteriu 
ref|NR_024857.1 

2642624 264413 
Paenibacillus. 


ref|NR_024828.1 


nce 
llaceae; 


bellia. 
NR_024827.1 


eriaceae; Zo 


ref 
7 ZO 
ref 


bellia. 
NR_024826.1 


eriaceae 


7 ZO 
ref 


eriaceae bellia. 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Aequorivita 

1 Aequorivita 
eriaceae; Aequorivita. 
Paenibacillus 
acillus chinjuensis 


Flavobacterium 
acterium frigidarium 
obacterium. 
Friedmanniella 

3 Friedmanniella 
cterineae; 


Neptunomonas 

7 Neptunomonas 
eptunomonas. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
m. 


Paenibacillus 
1 Paenibacillus 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Prevotella salivae 


NR_024816.1 


Prevotella. 


, 


335620 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


335620 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


335620 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


335620 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 
tes; Bacillales; Alicyclobacillaceae; 


Bacteria; Firmicu 


335620 Bacteria_16S 
n KMM 3674 16S ribosomal RNA, partial 


troitsensis strai 
troitsensis Bacte 


335620 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


335620 Bacteria_16S 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


335620 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


335620 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


335620 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


335620 Bacteria_16S 
in MBIC4355 16S ribosomal RNA, partial 
Flavobacteria; 


amylolyticum stra 
amylolyticum Bact 


335620 Bacteria_16S 
MBIC1140 16S ribosomal RNA, partial s 


mesophilum strain 
mesophilum Bacter 


335620 Bacteria_16S 


strain IFO 16238 


strain IFO 16235 


strain CM-10 16S 
Actinobacteria; A 


335620 Bacteria_16S 


strain CM-01 16S 
Actinobacteria; A 


2702546 2702509 25 60 

ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
2707088 2707043 17 60 
teria; Firmicutes; 
2711505 2711468 25 


Bacillales; 
60 
avobacteria; Flavobacteriales; 
2723573 2723543 17 47 


2738716 2738679 25 60 


ria; Bacteroidetes; 


2743109 2743072 25 


Flavobacteria; 
60 


idetes; Flavobacteria; 


2768404 2768370 13 47 


Zia. 

2779138 2779093 17 60 
cteria; Firmicutes; Bacillales; 
2785039 2785002 25 60 


in VKM Ac-2059 16S ribosomal RNA, 


; Okibacterium. 


2786618 2786588 17 47 
train DSM 4006 16S ribosomal RNA, 


2812149 2812112 25 60 


eria; Bacteroidetes; 
2813643 2813606 25 60 
ia; Bacteroidetes; 

2839341 2839304 25 


Flavobacteria; 
60 


2840901 2840864 25 60 


2894912 2894875 25 60 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2896407 2896370 25 60 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


335620 Bacteria_16S 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteri 


Microbacteriaceae 


335620 Bacteria_16S 
glycogenica strain Lg2 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Micropruina. 


335620 Bacteria_16S 


strain IAM 14848 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


strain IAM 14851 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


strain IFO 15616 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 
ATCC 51145 16S ribosomal RNA, partial 
Staphylococ 


vitulinus strain 
vitulinus Bacteri 


335620 Bacteria_16S 


2897901 2897864 25 60 


; Mycetocola. 


2899390 2899353 25 60 


2900907 2900870 25 60 


Prevotellace 


ain T-2-2 16S ribosomal RNA, partial s 
Bacilla 


6S ribosomal RNA, partial sequence 2710175 27 
Flavoba 


T-82 16S ribosomal RNA, partial sequen 
Flavobacteriale 


rain DS-1 16S ribosomal RNA, partial s 
Paenib 


eria; Actinobacteria; Actinobacteridae 


acteria; Firmicutes; Bacillales; Alicy 


219857187 
2701149 27026 
ae; Prevot 
219857184 
equence 
les Family 
219857181 
115 
cteriaceae 
219857173 
27221 
Alicycloba 
219857162 
sequence 
vobacteria 
219857159 
ce 27417 
s; Flavoba 
219857139 
al sequenc 
ridae; Act 


gi 


gi 


gi 


gi 


gi 


Fla 


gi 


gi 


219857131 
equence 

acillaceae 
219857127 
ial sequen 
Actinomy 


gi 


gi 
part 


v 


219857126 
ial sequen 
clobacilla 
219857109 
sequence 
avobacteri 
219857108 
equence 

obacterial 
219856898 


gi 
part 


gi 


Fl 
gi 


Flav 
gi 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


ococcineae 


gi|219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


ococcineae 
gi| 219856860 
2893553 28949 
Micrococcineae 
gi| 219856859 
2895048 28964 
Micrococcineae 
gi| 219856858 
sequence 
dae; Actin 


219856857 
nce 28980 
ales; Prop 


gi 


gi| 219856856 


16S ribosomal RNA, partial sequence 2899524 29010 


2902441 2902404 25 60 


oc 


gi| 219856855 


16S ribosomal RNA, partial sequence 2901061 29025 


2903976 2903939 25 60 


ococcineae 


gi|219856854 


16S ribosomal RNA, partial sequence 2902597 29040 


2908613 2908568 17 60 


a; Firmicutes; Bacillales; 


2910159 2910114 17 60 


ococcineae 
219856851 
sequence 
cus. 
219856850 


gi 


gi 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


pasteuri Bacteria 


; Firmicutes; Bacillales; 


Staphylococcus. 


occineae; 


ref|NR_024815.1| Prevotella shahii 
38 Prevotella shahii Bacteria; 
ella. 
ref|NR_024812.1 
2705678 270719 
XII. Incertae S 
ref |NR_024809.1 
47 Cellulophaga 
; Cellulophaga. 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref |NR_024790.1 
2737379 273875 
les; Flavobacter 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Cellulophaga pacifica 
pacifica Bacteria; 


Alicyclobacillus 
lobacillus pomorum 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 

Flavobacterium 
acterium limicola 
obacterium. 

Dietzia 
5 Dietzia 
rynebacterineae; 


Paenibacillus 
8 Paenibacillus 


ref |NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


Okibacterium 
8 Okibacterium 
ccineae; 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref |NR_024737.1 

2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 
2812273 281371 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 

Tenacibaculum 
6 Tenacibaculum 
es; Flavobacteriaceae; Tenacibaculum. 
ref|NR_024717.1| Agromyces bracchium 
69 Agromyces bracchium Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_024679.1| Mycetocola lacteus 
97 Mycetocola lacteus Bacteria; 
; Microbacteriaceae; Mycetocola. 
ref|NR_024678.1| Mycetocola saprophilus 
91 Mycetocola saprophilus Bacteria; 
; Microbacteriaceae; Mycetocola. 
ref|NR_024677.1| Mycetocola 

2896542 2897985 Mycetocola 

omycetales; Micrococcineae; 


ref |NR_024676.1 
36 2899473 Microp 


Micropruina 
ruina glycogenica 
ionibacterineae; Nocardioidaceae; 
ref|NR_024675.1| Zimmermannella bifida 
10 Zimmermannella bifida Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024674.1| Leucobacter albus 

46 Leucobacter albus Bacteria; 

; Microbacteriaceae; Leucobacter. 
ref|NR_024673.1| Zimmermannella alba 
77 Zimmermannella alba Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024670.1| Staphylococcus 
2907194 2908690 Staphylococcus 


ref|NR_024669.1| Staphylococcus 
2908741 2910234 Staphylococcus 


335620 Bacteria_16S 


lugdunensis strain ATCC 4 


lugdunensis Bacteria; 
335620 Bacteria_16S 

strain ATCC 43959 
Bacteria; Firmicutes; 
335620 Bacteria_16S 

delphini strain ATCC 
delphini Bacteria; 
335620 Bacteria_16S 
strain ATCC 35538 
Bacteria; Firmicutes; 
335620 Bacteria_16S 


16S rib 


2911703 2911658 17 


Firmicutes; 
2913245 2913200 17 


Bacillales; 


3809 16S ribosomal RNA, partial 
Bacillales; 


60 gi|219856849|ref|NR_024668.1 
sequence 2910285 291177 

Staphylococcus. 

60 gi| 219856848 |ref|NR_024667.1 


osomal RNA, partial sequence 
Staphylococcus. 


2914789 2914744 17 60 gi| 219856847 
49171 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Staphylococcus. 
2916332 2916287 17 60 gi| 219856846 
16S ribosomal RNA, partial sequence 29149 
Bacillales; Staphylococcus. 
2917874 2917829 17 60 gi|219856845 


arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 


arlettae Bacteria; 
335620 Bacteria_16S 
strain IFO 16068 


335620 Bacteria_16S 


Firmicutes; 


Bacillales; 
2955532 2955495 25 


2969168 2969131 25 


Staphylococcus 


60 


60 


gi| 219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219846945 


phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 


phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; 
335620 Bacteria_16S 
antarctica strain 


Nocardioidaceae; 
335620 Bacteria_16S 


Microlunatus. 
2970696 2970659 25 


3007346 3007309 25 


60 


60 


strain 801 16S ribosomal RNA, partial sequence 


335620 Bacteria_16S 


tabacinasalis strain GF112B 16S ribosomal RNA, partial 
tabacinasalis Bacteria; 


335620 Bacteria_16S 


strain 1607-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 
335620 Bacteria_16S 
700631 16S ribosomal 
Lactobacillales; 
335620 Bacteria_16S 


oxalivorans strain RAOx- 


oxalivorans Bacteria; 
335620 Bacteria_16S 
oxalaticus strain 
Bacteria; Firmicutes; 
335620 Bacteria_16S 
strain GY-1 16S ribos 
Deinococcus-Thermus; 
335620 Bacteria_16S 
strain 10371 16S 
Bacteroidetes; 
335620 Bacteria_16S 
thailandense DSM 


Dactylosporangium. 
335620 Bacteria_16S 
strain DSM 9580 1 


Aerococcaceae; 


RAOx1 


3048298 3048253 17 


Firmicutes; 
3091969 3091924 17 


3101000 3100955 17 
RNA, partial sequence 
Facklamia. 
3122032 3121987 17 


Firmicutes; 
3123579 3123534 17 


Bacillales; 
3139899 3139862 25 


Bacillales; 


60 


gi|219846944 


AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


gi| 219846919 
3005987 30074 


219846890 
sequence 


gi 


Lactobacillales; Aerococcaceae; 


60 gi| 219846861 
3090574 30919 

Ignavigranum. 

60 gi| 219846855 


3099595 3101003 Fackl 


60 


60 


60 


omal RNA, partial sequence 


Deinococci; Thermales; 
3145992 3145955 25 


Bacteroidales; 
3343281 3343232 13 


3352428 3352391 25 


Thermaceae; 


60 


ribosomal RNA, partial sequence 


Bacteroidia; Prevotellaceae; 


60 


43158 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


60 


gi|219846841 


FS 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


gi| 219846840 


16S ribosomal RNA, partial sequence 31221 
Paenibacillaceae; Aneurinibacil 


gi|219846829 
3138565 31400 


gi|219846825 
3144616 31460 
Prevot 
219846689 
33419 
Micr 


gi 


gi| 219846683 


6S ribosomal RNA, partial sequence 3351066 33525 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


335620 Bacteria_16S 
strain DSM 7083 1 


3357084 3357050 13 


47 


gi|219846679 


6S ribosomal RNA, partial sequence 3355696 33572 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


335620 Bacteria_16S 


3364871 3364829 20 


61 


gi|219846674 


spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 


spinosum Bacteria; 
Verrucomicrobium. 
335620 Bacteria_16S 


3390563 3390526 25 


60 


Verrucomicrobia; Verrucomicrobiae; Verrucomicr 


gi|219846652 


chliarophilus strain ATCC 700543 16S ribosomal RNA, partial seque 


chliarophilus Bacteri 
335620 Bacteria_16S 
strain NCTC 10951 


a; Deinococcus-Thermus; 
3413393 3413359 13 


Deinococci 


47 


16S ribosomal RNA, partial sequence 


; Thermale 
219846636 
34120 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


335620 Bacteria_16S 


3480884 3480850 13 


47 


gi|219846589 


denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 


ref|NR_024664.1 
2916456 291794 


ref|NR_024639.1 


ref |NR_026537.1 
2967820 296928 


ref|NR_026536.1 
2969338 297081 


ref|NR_026511.1 
Microbacteriac 
ref |NR_026482.1 
3046902 304840 
Facklamia. 


ref |NR_026453.1 


ref 
amia 


NR_026447.1 


ref|NR_026433.1 


120644 312214 


Ww 


Aneurinibacillus 


ref|NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref|NR_026421.1 


ref |NR_026417.1 
ella. 
ref |NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 
ref|NR_026275.1 
; Microbacteriac 
ref|NR_026271.1 


; Dermabacterace 
ref|NR_026266.1 

3363492 336498 
obiales; Verruco 


NR_026244.1 
nce 338924 
s; Thermaceae; 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026181.1 

3479494 348091 


ignava Bacteria; 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 


2911827 2913320 Staphylococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 


14 2916405 Staphylococcus caprae 


Staphylococcus 
9 Staphylococcus 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
Gordoniaceae; 


Gordonia. 
Microlunatus 
7 Microlunatus 


Actinomycetales; Propionibacterineae; 


Friedmanniella 
0 Friedmanniella 


Actinomycetales; Propionibacterineae; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


eae; Frigoribacterium. 
Facklamia 
3 Facklamia 


Ignavigranum ruoffiae 


90 Ignavigranum ruoffiae Bacteria; 


Facklamia ignava ATCC 
Firmicutes; 


Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 
Ammoniphilus 

philus oxalaticus 
iphilus. 

Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
Meiothermus. 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces 

5 Actinomyces 


denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


335620 Bacteria_16S 
strain NCTC 11636 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
335620 Bacteria_16S 


strain DSM 43045 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 
strain DSM 7485 1 
Actinobacteria; Actinobac 
335620 Bacteria_16S 
strain DSM 7486 1 
Actinobacteria; Actinobac 
335620 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
335620 Bacteria_16S 


strain DSM 20528 


3482359 3482325 13 47 gi 
16S ribosomal RNA, partial sequence 


2 
3504988 3504951 25 60 gi|2 
16S ribosomal RNA, partial sequence 3503 


3514122 3514085 25 
6S ribos 


60 gi|2 
omal RNA, partial sequence 3512 
teridae; Actinomycetales; Micr 


3515646 3515609 25 60 gil|2 


16S ribosomal RNA, partial sequence 3515 
teridae; Actinomycetales; Micr 
3518687 3518650 25 60 gi|2 


16S ribosomal RNA, partial sequence 3517 


no 


oc 


oc 


oc 


19846588 
34809 


19846573 
623 35051 


19846567 
760 35142 


19846566 


6S ribosomal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micrococcineae; Mi 
3517165 3517128 25 60 gi| 219846565 |ref 


805 35172 


19846564 
327 35187 


mycineae 


occineae 


occineae; 


occineae 


ref 


; Ac 
ref 
> Mi 
ref 


7 Mi 
ref 


7 Mi 
ref 


66 3482380 Actin 


33 Rathayibacter 


54 Rathayibacter 


NR_026180.1 


tinomycetac 
NR_026165.1 


crobacteria 
NR_026159.1 


crobacteriac 
NR_026158.1 


crobacteriac 
NR_026157.1 


crobacteriac 
NR_026156.1 


O: 
e 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
c 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 

Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
335620 Bacteria_16S 3540109 3540064 17 60 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 3543236 354319117 60 gi|219846548|ref|NR_026140.1| Bacillus clausii 


strain DSM 8716 1 
Bacil 
335620 Bacteria_16S 
strain VPB 4875 1 
Ba 
335620 Bacteria_16S 
strain 234/92 16S 
Actinobacteria; Actinobacteridae; 
335620 Bacteria_16S 
strain B422 16S r 
Ba 
335620 Bacteria_16S 
strain WO-44C 16S 
G 
335620 Bacteria_16S 
thiosulfatophilus 
thiosulfatophilus 


Firmicutes; 


Bacteroidetes; 


Bacteroidetes; 


Proteobacteria; 


Roseococcus. 


335620 Bacteria_16S 


sputigena strain 


sputigena ATCC 33 


Capnocytophaga. 


335620 Bacteria_16S 
gingivalis strain 
gingivalis Bacter 
335620 Bacteria_16S 
filamentus strain 
Bactero 
335620 Bacteria_16S 
vanneervenii stra 
Bacteria; Verruco 
335620 Bacteria_16S 
michiganensis sub 


Bacteria; 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3547884 3547847 25 60 

6S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3572240 3572206 13 47 gi 
ribosomal RNA, partial sequence 
Bifidobacteriales; 
3573726 3573689 25 60 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3576774 3576735 23 60 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3581155 3581075 23 100 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


gi|2 


2 


Tu 


gi|2 


2 


1 


3605867 3605830 25 60 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; Flavobact 


3607404 3607367 25 60 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 
3681740 3681703 25 60 gi 
215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
3708785 3708755 14 44 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3769792 3769755 25 60 gi 
species tessellarius strain 78181 16S 


Ss; 


3541838 35433 


3546505 35479 
da 


3570843 35723 
ri 


3572354 35738 
ae 


3575389 35768 
io 
219846522 


ba 


219846503 
se 
er 


219846502 

s 
ob 
219846450 
ce 


219846431 
en 
ro 
219846385 
ri 


19846545 


ceae; Po 
19846528 


cella. 
19846527 


; Prevot 
19846525 


nellacea 
sequence 


cteria; 


quence 
ia; Flav 


equence 
acterial 


36803 
Flavoba 


ce 37073 
biales; 


bosomal 


ref 
rphy 
ref 
ref 


ella 
ref 


e; Li 
ref 


Rhod 


ref 


es; 
ref 


cter 
ref 


Verr 
ref 
RNA, 


42 Bacillus 


87 Porphyromonas 


3579840 35812 


3604483 36059 


3606022 36074 


74 3681813 Polar 


88 3708856 Prost 


NR_026137.1 


romonas 
NR_026120.1 


NR_026119.1 


NR_026117.1 


egionella. 
NR_026114.1 
6 
s 


ospirillale 


NR_026095.1 
7 
teriales; Fl 
NR_026094.1 
7 
Flavobacteri 
NR_026041.1 
i 
iaceae; Pola 
NR_026022.1 
h 
ucomicrobiac 
NR_025976.1 
partial seq 


clausii Bacteria; 


Porphyromonas cansulci 
cansulci Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Roseococcus 
5 Roseococcus 
Acetobacteraceae; 


v 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 

4 Capnocytophaga 
aceae; Capnocytophaga. 
Polaribacter 

bacter filamentus 
ribacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Clavibacter 

uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


335620 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 


Geobacter. 


335620 Bacteria_16S 
franzmannii strai 
Bactero 
335620 Bacteria_16S 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
hibernum Bacteria; 
335620 Bacteria_16S 


Bacteria; 


strain AW 25 16S 
Firmicutes; 


Micrococcineae; Microbacteriaceae; Clavi 
3772864 3772820 18 60 gi 
train H2 16S ribosomal RNA, partial se 


acteria; Proteobacteria; Deltaproteoba 


3793972 3793935 25 60 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 


nc 
S; 


Bacillales; 


3844078 3844041 25 60 gi 


Flavob 
gi 


Bacteroidetes; Flavobacteria; 
3845626 3845581 17 60 
ribosomal RNA, partial sequence 


Staphylococcus. 


ac 


219846383 
qu 
ct 


219846368 


219846333 
eq 


219846332 
3844228 3845697 Staphylococcus warneri Bacteria; 


bacter. 


ence 


eria; De 


37926 
Flavoba 


e 


uence 
teriales 


ref 
sulf 
ref 


cter 
ref 


> Fl 


3771473 377289 


06 3794045 Polari 


3842717 384417 


NR_025974.1 
uromonadales 
NR_025959.1 


iaceae; Pola 
NR_025923.1 


avobacteriac 


ref 


Geobacter 
0 Geobacter 
Geobacteraceae; 


’ 


Polaribacter 
bacter franzmannii 
ribacter. 
Flavobacterium 

7 Flavobacterium 
eae; Flavobacterium. 


NR_025922.1 


Staphylococcus warneri 


335620 Bacteria_16S 
strain Q-1 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


335620 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; 


Bacteroidia; 
335620 Bacteria_16S 


3863735 3863698 25 60 gi 


Rikenellacea 
60 gi 


Bacteroidales; 
3866775 3866738 25 


eC; 


219846320 
3862330 38638 


Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 
3865253 3865216 25 60 gi|219846319|ref|NR_025909.1 
16S ribosomal RNA, partial sequence 3863852 3865319 Alisti 


strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 38668 


Bacteroidetes; 


laevolacticus Bac 


335620 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


335620 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


335620 Bacteria_16S 


strain 20-5 16S r 


strain NRRL B-163 
Bacteria; Actinob 


335620 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


335620 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


335620 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


335620 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


335620 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


335620 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


335620 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


335620 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


335620 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


335620 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


335620 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


335620 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


335620 Bacteria_16S 


strain SW49 16S r 
Bacteroidetes; Fl 


335620 Bacteria_16S 


strain R18165 16S 


Bacteroidia; 
335620 Bacteria_16S 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, par 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibac 
335620 Bacteria_16S 
laevolacticus str 


Bacteroidales; 
3905254 3905209 17 


Porphyromona 
60 gi 


1 
3959157 3959127 17 47 gi 
ain M-8 16S ribosomal RNA, complete se 
teria; Firmicutes; Bacillales; Sporola 
3988567 3988530 25 60 gi 


Flavoba 
gi 


avobacteria; 
3991536 3991499 25 


Flavobacteriales; 
60 


Pib 
gi 


avobacteriales; Flavobacteriaceae; oc 
4024588 4024551 25 60 
ibosomal RNA, partial sequence 
oc 
4032242 4032208 13 47 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4033794 4033760 13 47 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4035346 4035312 13 47 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4083748 4083703 17 60 gi 
2301083 16S ribosomal RNA, partial seq 
a; Firmicutes; Bacillales; Paenibacill 
4088310 4088273 25 60 gi 


al 


al 
rt 


e; 


ue 
ac 


da 
219846292 


tial seque 


6S ribosomal RNA, partial sequence 4086933 40 


ceae; 


laceae; 


219846253 
qu 
ct 


ence 


ella. 


219846207 
4023267 40246 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 


40308 


es; Glyc 


219846201 


40324 


es; Glyc 


219846200 


ial sequ 


219846164 


nce 


eae; Pae 


219846161 


883 


ribosomal RNA, complete sequence 


avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
4089801 4089764 25 60 gi|219846160|ref|NR_025750.1 

6S ribosomal RNA, partial sequence 4088431 40898 

avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
4091290 4091253 25 60 gi|219846159|ref|NR_025749.1 

6S ribosomal RNA, partial sequence 4089922 40913 

avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
4092786 4092749 25 60 gi| 219846158 |ref|NR_025748.1 

ain KMM 3903 16S ribosomal RNA, partial sequence 4091411 409284 

teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
4094267 4094230 25 60 gi| 219846157 |ref|NR_025747.1 

6S ribosomal RNA, partial sequence 4092900 40943 

avobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
4103184 4103139 17 60 gi|219846151|ref|NR_025741.1 

ribosomal RNA, partial sequence 4101786 41031 

lales; Bacillaceae; Bacillus. 
4106184 4106139 17 60 gi| 219846149 |ref|NR_025739.1 

S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 

lales; Paenibacillaceae; Paenibacillus. 
4115300 4115263 25 60 gi|219846141|ref|NR_025731.1 

6S ribosomal RNA, partial sequence 4113936 41153 

avobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 
4195037 4194964 23 93 gi|219846079|ref|NR_025669.1 

6S ribosomal RNA, partial sequence 4193672 41950 

etaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
4199447 4199402 17 60 gi|219846076|ref|NR_025666.1 

KCTC 3748 16S ribosomal RNA, partial sequence 4198059 419951 

a; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
4229747 4229710 25 60 gi| 219846049 |ref|NR_025639.1 

ibosomal RNA, partial sequence 4228378 42297 

avobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
4238857 4238823 13 47 gi| 219846043 |ref|NR_025633.1 


Alistip 
219846318 


Po 


obacilla 
219846233 
6S ribosomal RNA, partial sequence 3987206 39886 
ct 


Actinomycet 


ref |NR_025910.1 


es. 
ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025882.1 
nce 390383 
Paenibacillus. 
ref|NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref|NR_025823.1 


uimarina. 
NR_025821.1 
ponti Bacte 


7 Ag 
ref 
ella 
ref|NR_025797.1 
; Microbacteriac 
ref|NR_025792.1 
56 4032350 Glycom 
omycineae; Glyco 
ref|NR_025791.1 
01 4033899 Glycom 
omycineae; Glyco 
ref|NR_025790.1 
ence 403395 
ales; Glycom 


ref|NR_025754.1 
4082348 408382 

nibacillus. 

ref|NR_025751.1 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Paenibacillus 
4 3905341 Paenibacillus 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 

Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 
eriaceae; 
219846231 
somal RNA, partial sequence 3990163 3991609 Piboc 


Pibocella ponti strain 
ria; Bacteroidetes; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 
occineae; 
219846202 


eae; Agromyces. 
Glycomyces algeriensis 
yces algeriensis 
mycetaceae; Glycomyces. 
Glycomyces arizonensis 
yces arizonensis 
mycetaceae; Glycomyces. 
Glycomyces 
0 4035456 Glycomyces 
ycineae; 


Paenibacillus 
2 Paenibacillus 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Paenibacillus 
0 Paenibacillus 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Actinomyces dentalis 


4237444 4238960 Actinomyces dentalis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


335620 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


335620 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


335620 Bacteria_16S 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


335620 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


335620 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


335620 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


335620 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


335620 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


335620 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


64986 64906 23 100 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
78489 78409 23 100 gi 
in B331 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


136426 136393 14 47 gi 
in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

172964 172925 23 60 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
175981 175942 23 60 


gi 


gi 


ammaproteobacteria; Vibrionales; Vibri 
180453 180417 23 57 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
267572 267492 23 100 
bosomal RNA, partial sequence 


gi 


335620 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


335620 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


335620 Bacteria_16S 


strain ED 11/3LLK 


Aquificae; Aquificales; Desulfurobacteriaceae; Thermovi 
335620 Bacteria_16S 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 63487 
Fusobacteriales; 
335620 Bacteria_16S 


Fusobacteria; 


strain L1-92 16S 
Firmicutes; Clost 


335620 Bacteria_16S 
P6-12 16S ribosomal RNA, 
acteria; Betaproteobacteria; Burkholde 
335620 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


postgatei strain 
Bacteria; Proteob 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


335620 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


lithotrophicum st 
lithotrophicum Ba 


strain Ter6 16S r 
Proteobacteria; B 


NS12 16S ribosoma 


Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 
335620 Bacteria_16S 1420516 1420430 17 100 gi| 224581445 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

335620 Bacteria_16S 1473785 1473705 23 100 gi| 224581402 


AMMD 16S ribosomal RNA, partial sequence 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
335620 Bacteria_16S 
n ASRB2 16S ribosomal RNA, partial seq 
via; 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
335620 Bacteria_16S 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
335620 Bacteria_16S 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
335620 Bacteria_16S 
1 RNA, partial sequence 


6S ribosomal RNA, partial sequence 174571 17599 


266185 26767 


265679021|ref|NR_029329.1| Herbaspirillum 

ence 63592 65117 Herbaspirillum seropedicae 

riales; Oxalobacteraceae; Herbaspirillum. 

265679012|ref|NR_029320.1| Desulfospira 

uence 77090 78536 Desulfospira 

ria; Desulfobacterales; Desulfobacteraceae; 

265678972|ref|NR_029280.1| Actinomyces 

1 sequence 135066 136444 Actinomyces 

; Actinomycetales; Actinomycineae; 

265678948 |ref|NR_029256.1| Vibrio gazogenes 
171556 173003 Vibrio gazogenes Bacteria; 

onaceae; Vibrio. 

265678946 |ref|NR_029254.1| Vibrio aestuarianus 

7 Vibrio aestuarianus Bacteria; 

onaceae; Vibrio. 

265678943 |ref|NR_029251.1| Methylococcus 

al sequence 179074 180523 Methylococcus 

ria; Methylococcales; Methylococcaceae; 

265678882 |ref|NR_029188.1| Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


etaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

284225 284145 23 100 gi|265678871|ref|NR_029177.1| Desulfobacter 
in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

294890 294810 25 102 gi| 265678864 |ref|NR_029170.1| Prosthecochloris 
in 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
eria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

408838 408798 23 61 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
in HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
eria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

441355 441322 11 44 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 


ribosomal RNA, partial sequence 

icutes; Entomoplasmatales; 
604348 604308 23 61 gi 
16S ribosomal RNA, partial sequence 


634783 634750 11 44 


gi 


Fusoba 
gi 


Fusobacteriaceae; 
659026 658946 23 100 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
739343 739263 23 100 gi 
complete sequ 


779691 779611 23 100 gi 


1027511 1027463 14 60 gi 


Proteobacteria; Deltaproteobacter 


1036639 1036559 23 100 


gi 


1050521 1050481 23 61 gi 


1146984 1146904 23 100 gi 


114 
1249842 1249763 25 100 gi 
1248510 124 


439970 44147 
Entomoplasmataceae; M 


brio. 


cterium. 
657665 65912 
ence 73794 
riales; 


ce 
acterales; 


uence 
ia; 
1035238 10367 
alobactera 
quence 


urobacteri 


alobactera 


265678649 
60290 


265678628 


265678610 


Anaerosti 
265678555 


Ox 
265678526 
77827 
265678360 
Syntro 


265678354 


265678345 


253680759 
5612 11470 


219857416 
9867 Runel 


esoplasma. 
ref|NR_028954.1 
5 604369 Thermo 


ref |NR_028933.1 
3 Fusobacterium 


ref|NR_028915.1 
0 Anaerostipes 
pes. 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref|NR_028662.1 

1026088 102759 
phobacterales; S 


ref|NR_028656.1 


ceae; Herbaspiri 
ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref |NR_028007.1 
; Collimonas 
NR_025004.1 
eae Bacteria 


ceae 
ref 
la z 


ref|NR_027227.1 


ref 


v 


NR_024882.1 


6 Mesoplasma photuris Bacteria; 


Thermovibrio ruber 


vibrio ruber Bacteria; 


Fusobacterium equinum 


equinum Bacteria; 


Anaerostipes caccae 


caccae Bacteria; 


Herbaspirillum 


pirillum lusitanum 
Herbaspirillum. 


Desulfobacter 


obacter postgatei 
eae; 


Desulfobacter. 
Desulfobacca 


1 Desulfobacca 
yntrophaceae; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
llum. 


Balnearium 


0 Balnearium 
m. 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Runella zeae strain 
Bacteroidetes; 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Burkholderia ambifaria 


1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 


complex. 

335620 Bacteria_16S 1511667 1511591 27 100 gi| 219846273 |ref|NR_025863.1 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 151166 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 
335620 Bacteria_16S 1517556 1517476 23 100 gi|219873435|ref|NR_025194.1 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 151759 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
Desulfotignum. 

335620 Bacteria_16S 1620706 1620627 25 100 gi| 219878463 |ref|NR_025602.1 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 162081 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cycloba 
Algoriphagus. 

335620 Bacteria_16S 1904026 1903982 17 59 gi|219878261|ref|NR_025400.1 


CIP 106764 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
335620 Bacteria_16S 1908264 1908231 14 47 gi 
strain CCUG 41709 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
335620 Bacteria_16S 1971941 1971861 23 100 gi 
frisingense strain GSF30 16S ribosomal RNA, partial seq 
frisingense Bacteria; Proteobacteria; Betaproteobacteri 
Herbaspirillum. 
335620 Bacteria_16S 


219878258 


no 
219878214 
uence 

a; 


1976620 1976540 23 100 gi 
phenolica strain PhOl 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
335620 Bacteria_16S 2326647 2326607 23 61 gi 
stercorarium subsp. leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 
Clostridiaceae; Clostridium. 
335620 Bacteria_16S 2429796 2429747 13 60 gi 
Sapomandens strain DSM 3223 16S ribosomal RNA, partial 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridi 
335620 Bacteria_16S 2837905 2837866 23 60 gi 
acidipiscis strain FS60-1 16S ribosomal RNA, partial se 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lact 
335620 Bacteria_16S 2868729 2868649 23 100 gi 
huttiense strain ATCC 14670 16S ribosomal RNA, partial 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; 
Herbaspirillum. 
335620 Bacteria_16S 


219878211 
ce 19752 
acterales; 
219857512 
ribosomal 
leptospartum Bacteria; 


219857438 
sequence 
ales; 
219856899 
quence 

ob 
219856879 
sequence 
Burkholde 


3031462 3031382 23 100 gi| 219846903 
strain I50 16S ribosomal RNA, partial sequence 3030089 30315 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
335620 Bacteria_16S 3112899 3112819 23 100 gi| 219846847 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 31115 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
335620 Bacteria_16S 3219007 3218928 25 100 gi| 219846775 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 32191 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgac 
335620 Bacteria_16S 3222022 3221942 23 100 gi| 219846773 
lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
335620 Bacteria_16S 3223541 3223461 23 100 gi| 219846772 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 

agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Bur 
Janthinobacterium. 
335620 Bacteria_16S 


3350902 3350822 23 100 gi| 219846684 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 33510 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
335620 Bacteria_16S 3414853 3414820 14 47 gi| 219846635 
strain CIP 103259 16S ribosomal RNA, partial sequence 34134 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
335620 Bacteria_16S 3447273 3447193 23 100 gi|219846612 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
335620 Bacteria_16S 3532410 3532330 23 100 gi|219846555 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarci 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 
335620 Bacteria_16S 3533856 3533776 23 100 


gi|219846554 


1902626 19040 


19068 
mycineae 


Burkhol 


Pept 


acillace 


ref 


¢; Ac 
ref 


deri 
ref 
Des 


ref 
RNA, 


Firmicutes; 


ref 


ococ 
ref 


ae; 
ref 


rial 


ref 


eae. 
ref 


Des 
ref 


eae; 
ref 


alob 
ref 


khol 


ref 


ceae 
ref 
; Ac 
ref 


m. 
ref 


na m 


ref 


strain DSM 286 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 


68 1908267 Actino 


1970584 19720 


15 1976722 Desul 


2428395 24298 


2836503 28379 


2867356 28688 


17 3112988 Desulf 


51 3222119 Janth 


3222170 32236 


73 3414913 Actin 


NR_025397.1 


tinomycetace 
NR_025353.1 
4 
ales; Oxalob 
NR_025350.1 
£ 
ulfobacterac 
NR_025100.1 
partial seq 


NR_025026.1 
1 
caceae; Desu 
NR_024718.1 
0 
Lactobacillu 
NR_024698.1 
4 
c 


es; Oxaloba 


NR_026495.1 


NR_026439.1 


ulfobacterac 
NR_026367.1 


Thermonema. 
NR_026365.1 
cs 
acteraceae; 
NR_026364.1 
3 
x 


deriales; 0 


NR_026276.1 
; Paucimona 
NR_026227.1 
fo) 
tinomycetace 
NR_026204.1 


NR_026147.1 
axima Bacter 


Clostridia; 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Algoriphagus 
0 Algoriphagus 


cteriaceae; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Herbaspirillum 

9 Herbaspirillum 

acteraceae; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Clostridium 

uence 2325260 2326777 
Clostridiales; 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 
Lactobacillus 

8 Lactobacillus 

Ss. 

Herbaspirillum 

5 Herbaspirillum 
teraceae; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Ss. 


Actinomyces israelii 


myces israelii Bacteria; 


ae; Actinomyces. 
Clostridium viride 


86 Clostridium viride Bacteria; 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


NR_026146.1 


3532506 3533966 Sarcina ventriculi Bacteria; 


335620 Bacteria_16S 3558717 3558678 23 60 gi| 219846537 |ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

335620 Bacteria_16S 3563232 3563193 23 60 gi|219846534|ref|NR_026126.1] Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
335620 Bacteria_16S 3707260 3707217 20 61 gi|219846432|ref|NR_026023.1| Prosthecobacter 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosthecobacter debontii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
335620 Bacteria_16S 3932779 3932703 27 100 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

335620 Bacteria_16S 3974057 3973977 23 100 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

335620 Bacteria_16S 3975517 3975478 23 60 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

335620 Bacteria_16S 4060843 4060763 23 100 gi|219846180|ref|NR_025770.1] Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
335620 Bacteria_16S 4100141 4100062 25 100 gi|219846153|ref|NR_025743.1]| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

335620 Bacteria_16S 14855 14816 23 60 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

335620 Bacteria_16S 16358 16319 23 60 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

335620 Bacteria_16S 95080 95041 23 60 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

335620 Bacteria_16S 157685 157646 23 60 gi|265678958|ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

335620 Bacteria_16S 165302 165263 23 60 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

335620 Bacteria_16S 181946 181922 23 47 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 188168 188129 23 60 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 206640 206601 23 60 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
335620 Bacteria_16S 214422 214383 23 60 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

335620 Bacteria_16S 215941 215902 23 60 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

335620 Bacteria_16S 290219 290180 23 60 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

335620 Bacteria_16S 308590 308551 23 60 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

335620 Bacteria_16S 336148 336112 11 47 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
335620 Bacteria_16S 337715 337679 11 47 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 
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335620 Bacteria_16S 


952488 952449 23 60 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
bosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

954039 954000 23 60 gi|265678410|ref|NR_028712.1| Simplicispira 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

955599 955560 23 60 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
6S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

974044 974001 20 61 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
4 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 

Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

992471 992447 23 47 gi|265678383|ref|NR_028685.1| Citrobacter rodentium 
6S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

1003239 1003200 23 60 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
ibosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 
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strain LB23 16S ribosomal RNA, partial sequence 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
335620 Bacteria_16S 1623750 1623711 23 60 

stercoricanis strain 5BAC4 16S ribosomal RNA, pa 
stercoricanis Bacteria; Proteobacteria; Betaprot 
335620 Bacteria_16S 1687581 1687542 23 60 

margaritifer stra 
margaritifer Bact 
Tepidiphilus. 
335620 Bacteria_16S 1830717 1830678 23 60 

limicola strain GolChil 16S ribosomal RNA, compl 
limicola Bacteria; Proteobacteria; Betaproteobac 
335620 Bacteria_16S 1833830 1833794 11 47 

scardovii strain CCUG 13008 16S ribosomal RNA, p 
scardovii Bacteria; Actinobacteria; Actinobacter 
Bifidobacterium. 
335620 Bacteria_16S 1836770 1836731 23 60 

denitrificans strain Chol-1S 16S ribosomal RNA, 

denitrificans Bacteria; Proteobacteria; Betaprot 
Sterolibacterium. 
335620 Bacteria_16S 
strain DSM 11334 
Proteobacteria; Betaproteobacteria; Burkholderia 
335620 Bacteria_16S 1905394 1905355 23 60 


1425131 1425092 23 60 
bosomal RNA, partial sequence 


1439074 1439035 23 
osomal RNA, partial sequence 


60 


1466311 1466272 23 60 
ibosomal RNA, partial sequence 


1469321 1469282 23 60 


1549548 1549509 23 
osomal RNA, partial sequence 


60 


1551014 1550975 23 
osomal RNA, partial sequence 


60 


1565791 1565747 17 60 


eria; Proteobacteria; Betaprote 


1898100 1898061 23 60 


limnaeus strain A26 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; C 
335620 Bacteria_16S 1928092 1928053 23 60 
strain L1/68 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonad 
335620 Bacteria_16S 1932761 1932729 15 47 
radicidentis strain CCUG 36733 16S ribosomal RNA 
radicidentis Bact 
Actinomycetaceae; Actinomyces. 

335620 Bacteria_16S 1937167 1937128 23 
nitrativorans str 
nitrativorans Bacteria; 
335620 Bacteria_16S 
strain Se-1111R 1 
Proteobacteria; Betaproteobacteria; Burkholderia 
335620 Bacteria_16S 1964623 1964584 23 60 
denitrificans str 
denitrificans Bac 
Thiobacillus. 
335620 Bacteria_16S 2068434 2068395 23 60 
strain 58Eu 16S ribosomal RNA, partial sequence 


60 


Proteobacteria; 


1947891 1947852 23 60 


teria; Proteobacteria; 


etaproteobacteria; Rhodocyclales; 
etaproteobacteria; Rhodocyclales; 
etaproteobacteria; Rhodocyclales; 
ribosomal RNA, partial sequence 


etaproteobacteria; Rhodocyclales; 


longata Bacteria; Proteobacteria; Beta 


etaproteobacteria; Burkholderiales; Aq 


etaproteobacteria; Burkholderiales; Aq 


in LB57 16S ribosomal RNA, partial seq 
Fusobact 


in N2-214 16S ribosomal RNA, partial s 


16S ribosomal RNA, partial sequence 1896710 18982 


eria; Actinobacteria; Actinobacteridae 


ain 23310 16S ribosomal RNA, partial s 
Betaproteobacte 


6S ribosomal RNA, partial sequence 1946525 19480 


ain NCIMB 9548 16S ribosomal RNA, part 
Betaproteobacte 


gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
1423741 1425251 Thauera phenylacetica Bacteria; 
Rhodocyclaceae; Thauera. 
gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
1437684 1439179 Thauera aminoaromatica Bacteria; 
Rhodocyclaceae; Thauera. 
gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
1464924 1466433 Azoarcus buckelii Bacteria; 
Rhodocyclaceae; Azoarcus. 
gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
1467942 1469414 Zoogloea resiniphila Bacteria; 
Rhodocyclaceae; Zoogloea. 
gi|219846303|ref|NR_025893.1| Neisseria elongata 
RNA, complete sequence 1507158 1508633 Neisseria 
proteobacteria; Neisseriales; Neisseriaceae; 
gi|219857245|ref|NR_024875.1| Aquabacterium commune 
1548180 1549595 Aquabacterium commune Bacteria; 
uabacterium. 
gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
1549646 1551061 Aquabacterium parvum Bacteria; 


ua 
219846059 
uence 
eriales; 
gi| 219846057 
1567482 15689 
Leptotrichia. 
gi|219878461 
rtial sequence 
eobacteria; Burkh 
gi|219878417 
equence 
ia; Hydr 


gi 


obacteria; 


og 
219878316 
uence 
Rhodocycla 
219878313 
sequence 
ifidobac 


gi 
ete seq 
teria; 

gi 
artial 
idae; 


B te 


219878311 
e sequence 
ria; Rhodo 


gi 
complet 
eobacte 
gi| 219878265 
les; Al 
gi 


caligenace 
219878260 
19040 
hromatiales; Chro 
gi| 219878243 
1926697 19282 
ales; Xanthomonad 
gi| 219878240 
, partial sequenc 
; Actinomy 
219878237 
equence 
ria; Burkh 
219878230 


gi 


gi 


les; Al 
gi 


caligenace 
219878219 
ial sequen 
ria; Hydro 


bacteriu 


F 


m. 
ref|NR_025649.1 
1564412 15658 
usobacteriaceae; 
ref |NR_025647.1 
67 Leptotrichia 


ref|NR_025600.1 
1622384 162383 
olderiales; Alc 
ref|NR_025556.1 
1686206 168766 
enophilales; Hy 


ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025452.1 
1832458 183383 
riales; 


NR_025450.1 
9 
Cc 


ales; Rhodo 


ref|NR_025404.1 
ae; Bordetella. 
ref|NR_025399.1 
81 1905405 Thioal 
matiaceae; Thio 
ref |NR_025382.1 


aceae; Ignatzsch 
ref |NR_025379.1 
e 1931360 193276 
cetales; Actino 


ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025369.1 


ae; Bordetella. 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


gi|219878145 


ref|NR_025284.1 


9 


a 


d 


Bifidoba 


a 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Leptotrichia hofstadii 


hofstadii Bacteria; 


Sutterella 

8 Sutterella 

ligenaceae; Sutterella. 
Tepidiphilus 

1 Tepidiphilus 

rogenophilaceae; 


Propionivibrio 

7 Propionivibrio 
eae; Propionivibrio. 
Bifidobacterium 

7 Bifidobacterium 
cteriaceae; 


Sterolibacterium 
8 Sterolibacterium 


yclaceae; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Actinomyces 
0 Actinomyces 


mycineae; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Bordetella petrii 


20 Bordetella petrii Bacteria; 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Thauera terpenica 


2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


335620 Bacteria_16S 2069966 2069927 23 60 
strain 47Lol 16S ribosomal RNA, partial sequence 


gi 


219878144 
2068593 20700 


ref |NR_025283.1 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

335620 Bacteria_16S 2074601 2074562 23 60 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

335620 Bacteria_16S 2232282 2232243 24 61 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

335620 Bacteria_16S 2250574 2250535 23 60 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

335620 Bacteria_16S 2252099 2252060 23 60 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

335620 Bacteria_16S 2266016 2265977 23 60 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 


strain ICPB 3636 
Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 
335620 Bacteria_16S 2305356 2305317 23 60 gi 
strain KF46F 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
335620 Bacteria_16S 2308451 2308412 23 60 gi 
strain K24 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
335620 Bacteria_16S 2315998 2315959 23 60 gi 
strain KCTC 12005 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
335620 Bacteria_16S 2353679 2353640 23 60 gi 
denitrificans strain 123 16S ribosomal RNA, partial seq 
denitrificans Bacteria; Proteobacteria; Betaproteobacte 
335620 Bacteria_16S 2411517 2411478 23 60 gi 
strain SPS-1037 1 
Proteobacteria; Betaproteobacteria; Burkholderiales; Te 
335620 Bacteria_16S 2499208 2499169 23 60 gi 
strain 3CB-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
335620 Bacteria_16S 2500745 2500706 23 60 gi 
strain MF63 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
335620 Bacteria_16S 2520502 2520478 23 47 
ATCC 700122 16S ribosomal RNA, partial sequence 
Actinobacteria; Coriobacteridae; Coriobacteriales; Cori 
335620 Bacteria_16S 2544105 2544066 23 60 gi 
palleronii strain CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria 
335620 Bacteria_16S 2547218 2547179 23 60 gi 
strain ATCC 19624 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
335620 Bacteria_16S 2576413 2576374 23 60 gi 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial 
asinigenitalis Bacteria; Proteobacteria; Betaproteobact 
335620 Bacteria_16S 2577941 2577906 27 60 gi 
strain O 16S ribo 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 2579370 2579335 27 60 gi 
strain I 16S ribo 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 2619557 2619518 23 60 gi 
strain CKB 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
335620 Bacteria_16S 2645552 2645513 23 60 gi 
intermedia strain S1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
335620 Bacteria_16S 2647101 2647062 23 60 gi 


er 


ma. 


ca 


ma. 


ue 


ri 


pi 


Oc 


Rhod 
gi 


Oc 


ob 


s 


’ 


ma. 


se 


er 


oc 


oc 


Oc 


e 
ri 


16S ribosomal RNA, partial sequence 2264632 22660 


219857526 
2303983 23054 


219857524 
2307079 23085 


219857519 


219857492 


219857453 


6S ribosomal RNA, partial sequence 2410156 24116 


219857384 
2497830 24993 


219857382 
2499368 25008 


219857364 
2519150 25206 


219857348 


219857346 


219857284 


219857283 


somal RNA, partial sequence 2576563 2577940 Cellu 


219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 


219857253 
2618180 26196 


219857228 


219857227 


pelophilus strain 
pelophilus Bacter 


335620 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


335620 Bacteria_16S 


6a3 16S ribosomal 


asp 66 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Betaproteobacteria; 
2650106 2650067 23 60 gi 

ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2651609 2651570 23 60 gi 
RNA, partial sequence 


Oc 


219857225 
2648722 26501 


nsiella. 
NR_025114.1 


Simo 
ref 


iaceae; 


monadaceae; Xenophilus. 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025041.1 


ligenace 


23146 
monadace 


nce 


a; Burkh 


dimonas. 
ref |NR_024972.1 
yclaceae; Th 


ref 


auera. 
NR_024970.1 
; Az 
ref 


yclaceae oarcus. 


NR_024952.1 
acterineae; Coriobacteri 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 
ref|NR_024915.1 

2575008 257651 
holderiales; Alc 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref|NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas 
ref |NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy’ 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref |NR_024853.1 


equence 
Burkhold 


25458 
monadace 


quence 
ia; Burk 


occineae 


occineae 


yclaceae . 
26441 
ales; Co 


nce 
Rhodocyc 


yclaceae; Azonexus. 


219857224 
2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 


96 Simonsiella muelleri Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Comamonas koreensis 
nas koreensis Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Hydrogenophaga 

5 Hydrogenophaga 

adaceae; Hydrogenophaga. 

Hylemonella gracilis 

nella gracilis Bacteria; 


Taylorella 

2 Taylorella 
aligenaceae; Taylorella. 
Cellulomonas iranensis 
s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 

eae; Cellulomonas. 
Dechloromonas agitata 
agitata Bacteria; 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 
Propionivibrio 

7 Propionivibrio 
aceae; Propionivibrio. 
Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


ref |NR_024852.1 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 


Azospira oryzae strain 


335620 Bacteria_16S 2653138 2653099 23 60 gi|219857223|ref|NR_024851.1| Azoarcus indigens 


strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
335620 Bacteria_16S 2719018 2718979 23 60 gi|219857176|ref|NR_024804.1| Herbaspirillum 


chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 


335620 Bacteria_16S 2728217 2728178 24 61 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

335620 Bacteria_16S 2744627 2744588 23 60 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

335620 Bacteria_16S 2746096 2746061 27 60 gi|219857157|ref|NR_024785.1| Rothia aeria strain 


A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
335620 Bacteria_16S 2794018 2793979 23 60 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

335620 Bacteria_16S 2848585 2848546 23 60 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
335620 Bacteria_16S 2850142 2850103 23 60 gi|219856891|ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
335620 Bacteria_16S 2919380 2919341 23 60 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 


335620 Bacteria_16S 3008833 3008809 23 47 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

335620 Bacteria_16S 3014886 3014847 23 60 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 


strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
335620 Bacteria_16S 3055922 3055883 23 60 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

Propionivibrio. 


335620 Bacteria_16S 3060472 3060433 23 60 gi|219846882|ref|NR_026474.1| Thauera selenatis 
strain AX39 16S ribosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

335620 Bacteria_16S 3062013 3061974 23 60 gi| 219846881 |ref|NR_026473.1| Thauera 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
335620 Bacteria_16S 3075311 3075272 23 60 gi|219846872|ref|NR_026464.1| Ferribacterium 


limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 


335620 Bacteria_16S 3114436 3114397 23 60 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
strain DSM 12081 16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

335620 Bacteria_16S 3126557 3126518 23 60 gi|219846838|ref|NR_026430.1| Hyphomicrobium 


methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 125234 3126653 Hyphomicrobium 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
335620 Bacteria_16S 3270265 3270226 23 60 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 
strain Feox-1 16S ribosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


w 


335620 Bacteria_16S 3366392 3366353 23 60 gi|219846673|ref|NR_026265.1| Caloramator 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

335620 Bacteria_16S 3373858 3373834 23 47 gi|219846668|ref|NR_026260.1| Halanaerobacter 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 3373950 Halanaerobacter 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
335620 Bacteria_16S 3497554 3497530 23 47 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 


glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 
335620 Bacteria_16S 3523310 3523271 23 60 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


335620 Bacteria_16S 


335620 Bacteria_16S 
strain IndiB4 16S 
Firmicutes; Clostridia; 
335620 Bacteria_16S 


335620 Bacteria_16S 
strain Anox B 16S 


335620 Bacteria_16S 


Firmicutes; 
335620 Bacteria_16S 
strain NCFB 2890 
Firmicutes; 
335620 Bacteria_16S 
strain NCTC 83785 
Bacteria; 
335620 Bacteria_16S 
strain DSM 50071 
Bacteria; 
335620 Bacteria_16S 
congolense strain 
congolense Bacteria; 
335620 Bacteria_16S 
fusiformis strain 


335620 Bacteria_16S 
335620 Bacteria_16S 
335620 Bacteria_16S 


strain Td-21 16S 


335620 Bacteria_16S 
335620 Bacteria_16S 
335620 Bacteria_16S 


strain N 155 16S 


335620 Bacteria_16S 
335620 Bacteria_16S 
335620 Bacteria_16S 
strain ATH 2.2.1 
335620 Bacteria_16S 
335620 Bacteria_16S 
strain 2761 16S 
335620 Bacteria_16S 


denitrificans Bacteria; 
335620 Bacteria_16S 


chungwhensis Bacteria; 
Salinimonas. 
335620 Bacteria_16S 


3530878 3530839 23 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequen 
homopropionicum Bacteria; 
3552471 3552432 23 
ribosomal RNA, partial sequence 
Clostridiales; 
3557117 3557078 23 
strain 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
3590486 3590447 23 
ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
3601279 3601200 17 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 
Lactobacillales; Carnobacteriaceae; Dolosigranulum. 
3614898 3614819 17 
16S ribosomal RNA, partial sequence 3613485 36150 
Lactobacillales; 
3628190 3628151 23 
16S ribosomal RNA, 


Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 
3629779 3629755 23 47 gi| 219846486 
16S ribosomal RNA, complete sequence 36283 


4038346 4038307 23 
strain ATCC 15466 16S ribosomal RNA, partial sequence 


60 gi| 219846556 


Firmicutes; Clostridia; 


60 


Clostridiales; 
gi|219846542 
3551089 35526 

Clostridiaceae; 

60 gi| 219846538 

3555718 35572 

60 gi| 219846516 

3589120 35906 

Ideonella. 


93 gi| 219846506 


93 gi|219846496 
Carnobacteriaceae; Alloiococcus. 
60 gi| 219846487 


complete sequence 36267 


47 219846453 
sequence 

Halanaerobiales; Hal 
44 gi| 219846433 


37043 


gi 


Clostridia; 


43 gi| 219846370 


3789540 37910 
60 gi| 219846326 
3853246 38547 
60 gi|219846325 
3854781 38562 
60 


gi| 219846312 


60 219846304 
partial se 
Neisser 
gi| 219846302 


3888563 38900 


gi 


60 


60 gi| 219846301 
3890099 3891585 Kinge 
61 


gi] 219846254 


60 gi|219846251 


60 gi| 219846250 


3962329 39637 
60 gi| 219846249 
3963836 39652 
60 gi|219846244 
Betaproteobacteria; 

60 gi| 219846221 


Gammaproteobacteria; 


Acholeplasma. 


Burkholderiales; 


Alteromonadales; 


ref |NR_026148.1 
Clostridiaceae; 
ref |NR_026134.1 


ref|NR_026130.1 


ref|NR_026108.1 


ref|NR_026098.1 


ref|NR_026088.1 
09 Alloiococcus 
ref |NR_026079.1 


eriaceae; 
ref |NR_026078.1 


, 


ref|NR_026044.1 


ref|NR_026024.1 


ref|NR_025961.1 
15 Acholeplasma 


ref |NR_025916.1 


ref|NR_025915.1 
; Azoarcus. 
ref|NR_025902.1 


Neisseria. 
ref |NR_025894.1 
quence 388702 
iales; 
ref |NR_025892.1 


Neisseria. 
ref |NR_025891.1 
lla 


ref|NR_025844.1 
75 3957710 Hydrog 


ref |NR_025841.1 


ref|NR_025840.1 
Rhodoferax. 
ref|NR_025839.1 
; Rhodocyclus. 
ref|NR_025834.1 

3971185 397263 
Coma: 
ref|NR_025811.1 

4005071 400647 
Alte 


60 gi|219846198 


Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 


Neisseriaceae; 


oralis Bacteria; 


Clostridium 


ce 3529546 3531006 Clostridium 


Clostridium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 
Caloramator. 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Neisseria gonorrhoeae 


80 3628323 Neisseria gonorrhoeae 
Neisseria. 


Pseudomonas aeruginosa 


74 3629910 Pseudomonas aeruginosa 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
3677147 3677123 23 
SEBR 4224 16S ribosomal RNA, partial 
Firmicutes; 
3705742 3705718 20 
FC4 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 
3790923 3790891 11 
strain PG8 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; 
3854634 3854595 23 
strain SS-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
3856157 3856118 23 
ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
3875975 3875936 23 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
3888433 3888394 23 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; 
3889970 3889931 23 
ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
3891507 3891468 23 
UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 
3957670 3957631 24 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 39562 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 
3962198 3962159 23 
16S ribosomal RNA, partial sequence 3960828 39622 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 
3963705 3963666 23 
strain FR2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
3965215 3965176 23 
ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
3972556 3972517 23 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
4006441 4006402 23 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Pseudomonas. 
Halanaerobium 


3675717 3677244 Halanaerobium 
anaerobiaceae; Halanaerobium. 


Prosthecobacter 


51 3705819 Prosthecobacter fusiformis 
Verrucomicrobiaceae; 


Prosthecobacter. 
Acholeplasma laidlawii 


laidlawii Bacteria; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Vitreoscilla 

4 3888512 Vitreoscilla 
Vitreoscilla. 
Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Kingella oralis strain 
Proteobacteria; 


Hydrogenobaculum 
enobaculum acidophilum 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Salinimonas 
7 Salinimonas 
romonadaceae; 


ref|NR_025788.1 


Thiomonas intermedia 


4037001 4038390 Thiomonas intermedia Bacteria; 


335620 Bacteria_16S 4082172 4082133 23 60 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

335620 Bacteria_16S 4107713 4107681 11 43 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

335620 Bacteria_16S 4122923 4122884 23 60 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

335620 Bacteria_16S 4145953 4145914 23 60 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
335620 Bacteria_16S 4176710 4176671 23 60 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

335620 Bacteria_16S 4178195 4178156 23 60 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
335620 Bacteria_16S 4190440 4190401 23 60 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 


thermodepolymeran 
Schlegelella. 


335620 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


335620 Bacteria_16S 


strain J1-31B-1 1 
Firmicutes; Erysi 


335620 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


335620 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


335620 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


335620 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


335620 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


335620 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


335620 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


335620 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


335620 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


335620 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


335620 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


335620 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


335620 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


335620 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
149891 149864 17 44 
bosomal RNA, partial sequence 


gi 


217432 217397 11 46 

ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
299365 299287 25 100 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
627160 627133 17 44 

S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
633240 633213 17 44 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
863544 863466 25 100 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
874129 874106 79 102 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
975583 975502 25 102 gi 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1061015 1060977 24 60 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1157537 1157510 17 44 gi 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1221010 1220983 17 44 gi 


gi 


gi 


bacillales; Carnobacteriaceae; Allofus 
1282637 1282610 17 44 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1358839 1358812 17 44 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 


335620 Bacteria_16S 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 


1483066 1483039 17 44 gi 


Prevotellace 


128870 13034 
Prevot 


ae; 
265678963 


148511 15001 


625776 62729 


cter. 
265678629 


631874 63335 


Acetobacte 
265678470 


862181 86365 


elotrichac 
265678463 


872811 87416 


rkholderia 
265678394 


974224 97564 


rospiracea 
265678337 
uence 

i; Thermal 
228721492 
nce 11561 
bacteriace 
219878362 


6S ribosomal RNA, partial sequence 1219617 12211 


tis. 
219846087 


1281261 12827 
Entomoplasmataceae; 


E 
228720055 
tial seque 
acteriales 
219878151 


ella 
ref 


ref 


ref 


eae; 
ref 


ceae 
ref 


v 


e; Li 
ref 

10 
es; 
ref 
5111 
ae; 
ref 


ref 
49 En 


ref 
nce 
; Fu 
ref 


NR_028696.1 
2 Lewinella persicus Bacteria; 
ewinella. 
NR_028639.1 


Thermaceae; 
NR_027615.1 


Streptobaci 
NR_025501.1 
16 Allofustis seminis Bacteria; 


NR_025677.1 


ntomoplasma. 
NR_027588.1 


sobacteriace 


NR_029271.1 


NR_028934.1 


NR_028773.1 


Bulleidia. 
NR_028766.1 


Cupriavidu 


59624 106111 


57635 Strept 


1 


tomoplasma 


135754 


s Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

45185 45119 30 93 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

55942 55864 25 100 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
6S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

130240 130203 25 60 gi|265678976|ref|NR_029284.1| Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


265678918|ref|NR_029226.1| Blastopirellula marina 
216053 217555 Blastopirellula marina Bacteria; 

nctomycetaceae; Blastopirellula. 

265678861|ref|NR_029167.1| Anaeroplasma 

equence 298000 299445 Anaeroplasma 

roplasmatales; Anaeroplasmataceae; Anaeroplasma. 

265678634|ref|NR_028939.1| Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 
rium. 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


s. 
Lewinella persicus 


Marinithermus 

6 Marinithermus 
Marinithermus. 
Streptobacillus 
obacillus moniliformis 
lus. 

Allofustis seminis 


Entomoplasma somnilux 


somnilux Bacteria; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 


NR_025290.1 
148170 


Fusobacterium 
3 1483108 Fusobacterium 


nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 


Fusobacterium. 


335620 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


335620 Bacteria_16S 
neutrophila strai 
neutrophila Bacte 


Halorhodospira. 


335620 Bacteria_16S 


strain VenChi2 16 


1721370 1721343 17 44 


gi 
obacteriales; Fusobacteriaceae; 
1787954 1787931 79 102 gi 


ria; Proteobacteria; 


1832282 1832255 17 44 
S ribosomal RNA, partial sequence 


gi 


n SG 3301 16S ribosomal RNA, partial s 
Gammaproteobacter 


219878394 


16S ribosomal RNA, partial sequence 1719990 17214 
Cetoba 


cterium. 
219878344 

equence 

ia; 


, 


219878315 


1830898 18324 


Chroma 


ref |NR_025533.1 
59 Cetobacterium 


ref |NR_025483.1 
1786631 178798 
tiales; Ectothio 


ref|NR_025454.1 


Cetobacterium somerae 
somerae Bacteria; 


Halorhodospira 
6 Halorhodospira 


rhodospiraceae; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

335620 Bacteria_16S 2238411 2238380 13 44 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

335620 Bacteria_16S 2493290 2493241 13 60 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
335620 Bacteria_16S 2747494 2747460 28 60 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

335620 Bacteria_16S 3019322 3019284 24 60 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

335620 Bacteria_16S 3049839 3049812 17 44 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

335620 Bacteria_16S 3088988 3088957 13 44 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 

335620 Bacteria_16S 3102434 3102403 13 44 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

335620 Bacteria_16S 3274891 3274864 17 44 gi| 219846738 |ref|NR_026330.1| Eubacterium callanderi 


strain DSM 3662 1 
Firmicutes; Clost 


335620 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


335620 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial s 
Clostridia 


fimetarium strain 
fimetarium Bacter 


335620 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial se 
Clostridial 


paludosum strain 
paludosum Bacteri 


335620 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


335620 Bacteria_16S 
in DSM 2925 16S ribosomal RNA, partial 
Clostrid 


carbinolicum stra 
carbinolicum Bact 


335620 Bacteria_16S 
DSM 1911 16S ribosomal RNA, partial se 
Clostridial 


wieringae strain 
wieringae Bacteri 


335620 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


335620 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


strain NCFB 3026 
Fusobacteria; Fus 


335620 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


335620 Bacteria_16S 


periodonticum str 
periodonticum Bac 


335620 Bacteria_16S 


nucleatum subsp. 


ridia; Clostridiales; Eubacteriaceae; 


3276400 3276373 17 44 gi 
ridia; Clostridiales; Eubacteriaceae; 
3277919 3277892 17 44 gi 


Firmicutes; Clostridia; 
3279428 3279401 17 


ia; 

44 gi 

Firmicutes; Clostridia; 
3280947 3280920 17 


a; 
44 gi 
ridia; Clostridiales; Eubacteriaceae; 
3282466 3282439 17 44 gi 


Firmicutes; Clostridia; 
3283990 3283963 17 44 


eria; 
gi 


Firmicutes; Clostridia; 
3285515 3285488 17 


a; 
44 gi 
ridia; Clostridiales; Eubacteriaceae; 
3392074 3392047 17 44 gi 


3500551 3500524 17 44 


gi 
obacteriales; Fusobacteriaceae; 
3605809 3605786 79 102 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; 


3619375 3619348 17 44 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3620756 3620729 17 44 gi 


Flavobact 


6S ribosomal RNA, partial sequence 3273522 32749 
bacteriu 


Eu 
219846737 


6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 


Ac 
219846736 
equence 
les; 
219846735 
quence 
es; 
219846734 


6S ribosomal RNA, partial sequence 3279583 32810 
etobacte 


Ac 
219846733 
sequence 

iales; 
219846732 
quence 
es; 
219846731 


6S ribosomal RNA, partial sequence 3284145 32856 
etobacte 


Ac 
219846651 


6S ribosomal RNA, partial sequence 3390715 33921 
obacteriales; Fusobacteriaceae; Propio 
335620 Bacteria_16S 


nigenium. 
219846576 


16S ribosomal RNA, partial sequence 3499171 35006 
Cetoba 


cterium. 
219846503 
sequence 
eria; 


219846493 
sequence 

Fu 
219846492 


Eubac 


Eubact 


Eub 


Eubact 


Flav 


sobacter 


m. 
ref |NR_026329.1 
rium. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


rium. 
ref |NR_026243.1 


ref|NR_026168.1 
73 Cetobacterium 


NR_026095.1 
7 
teriales; Fl 
NR_026085.1 
3618078 361940 
iaceae; Fusobact 


95 Eubacterium callanderi Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Cetobacterium ceti 
ceti Bacteria; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Fusobacterium 
8 Fusobacterium 
erium. 


ref|NR_026084.1 


animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 


Fusobacterium 
3619459 3620789 


Fusobacterium n 
Fusobacteriaceae; 
335620 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
335620 Bacteria_16S 


ucleatum subsp. 


Fusobacterium. 


3622137 3622110 17 


3687727 3687700 17 


44 


Fusobacteria; 


44 


strain GIH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


335620 Bacteria_16S 


3689244 3689217 17 


44 


strain VIS 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


335620 Bacteria_16S 


putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


335620 Bacteria_16S 


3775824 3775797 17 


3792462 3792431 12 


44 


43 


strain 19L 16S ribosomal RNA, partial sequence 


335620 Bacteria_16S 
strain NCIMB 8628 
Bacteroidetes; 
335620 Bacteria_16S 


3979679 3979648 70 


4119784 4119757 17 


100 


44 


strain YJS 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


335620 Bacteria_16S 


canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


canifelinum Bacteria; 
335620 Bacteria_16S 

strain Y12-2 16S 
Bacteroidetes; 
335620 Bacteria_16S 
strain Y10-2 16S 
Bacteroidetes; 
335620 Bacteria_16S 
flavescens strain 


Microbacterium. 
335620 Bacteria_16S 


Fusobacteria; 


Flavobacteria; 


Flavobacteria; 


4182872 4182845 17 


4226745 4226722 79 


4228217 4228194 79 


33276 


33239 25 


76991 76969 25 


Entomoplasmatales; 


44 


102 


ribosomal RNA, partial sequence 
Flavobacteriales; 


102 


ribosomal RNA, partial sequence 
Flavobacteriales; 


60 


47 


thiosulfatiphilum strain 6230 16S ribosomal RNA, 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; 


335620 Bacteria_16S 


arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
335620 Bacteria_16S 


159227 159190 25 


183487 183461 18 


60 


44 


strain 6VI 16S ribosomal RNA, partial sequence 


Firmicutes; 
335620 Bacteria_16S 


Clostridia; 


Clostridiales; 
278199 278109 13 


100 


strain Ben 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


335620 Bacteria_16S 


303906 303884 25 


47 


strain B-3 16S ribosomal RNA, partial sequence 


335620 Bacteria_16S 


320529 320499 13 


43 


strain J233 16S ribosomal RNA, partial sequence 


335620 Bacteria_16S 
strain NO-502 16S 
Bacteroidetes; 
335620 Bacteria_16S 


aerolatum strain V-73 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 
335620 Bacteria_16S 


strain MV1075 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 


335620 Bacteria_16S 


536162 536125 25 


619662 619625 25 


671121 671084 25 


708573 708536 25 


60 


ribosomal RNA, partial sequence 
Sphingobacteria; 


60 


60 


60 


strain 216 16S ribosomal RNA, partial sequence 


Luteococcus. 
335620 Bacteria_16S 


strain FC 097-2 16S ribosomal RNA, 


986162 986132 13 


43 


animalis Bacteria; 


gi 


fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; 


gi 


3686364 36878 


gi 


3687881 36893 


gi 


gi 


3791066 37925 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; 


gi 


16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; Flexibacterac 


gi 


4118405 41199 
Entomoplasmataceae; 


gi 


gi 


gi 


gi 


401 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


partial sequence 
Chlorobiales; 


gi 


gi 


182124 18361 
Clostridiaceae; 


gi 


276812 27827 


gi 


302503 30397 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


gi 


319228 32064 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 


gi 


gi 


gi 


gi 


707255 70861 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


gi 


Fusobacteria 


4225434 42268 
Flavobacteriaceae 


4226906 42283 
Flavobacteriaceae 


534808 53626 
Sphingobacteriales; Flexibacterac 


669757 67122 


219846491 


partial 


219846446 


219846445 


219846380 


219846369 


219846239 


39784 


219846138 


219846089 


219846051 


219846050 


265679042 
31915 
Micr 
265679013 
Ch 
265678957 
sequence 
Actinomyc 


265678941 


Clostridiu 


265678875 


265678858 


265678847 


265678695 


265678639 
61837 
Micr 


265678602 


265678577 


Fusobacteria; 


ref 


ref 


ref 


ref 


Myc 


ref 


ref 


eae; 


ref 


ref 


rs 


ceae 
ref 


; Ae 
ref 


; Be 
ref 


Ococ 


ref 


loro 
ref 


etal 


ref 


mM. 


ref 


ref 


eae. 


ref 


ref 


eae; 
ref 


ococ 


ref 


ref 


inea 


265678387 


sequence 


Fusobacteriales; Fusobacteriac 


3774462 377592 


55 Acholeplasma 
Achol 


37 3979693 Cytoph 


181497 418295 


33385 


75652 


157869 159336 


1 619715 Microb 


NR_026083.1 
362084 


NR_026037.1 


NR_026036.1 


NR_025971.1 


oplasma. 
NR_025960.1 


eplasma. 
NR_025829.1 


Cytophaga. 
NR_025728.1 


lasma. 
NR_025679.1 


; Fusobacter 
NR_025641.1 


quorivita. 
NR_025640.1 


quorivita. 
NR_029350.1 
Microb 
cineae; Micr 


NR_029321.1 
77039 
biaceae; Chl 
NR_029265.1 


es; Micrococ 


NR_029249.1 


NR_029181.1 


NR_029164.1 


NR_029152.1 


eplasma. 
NR_029000.1 


Arcicella. 
NR_028944.1 


cineae; Micr 


NR_028907.1 


NR_028882.1 


e; Propionib 


ref 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Acholeplasma oculi 


oculi Bacteria; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 
Mesop 


Fusobacterium 
4 Fusobacterium 
ium. 
Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Microbacterium 
Microbacterium 
cineae; 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Acholeplasma palmae 


0 Acholeplasma palmae Bacteria; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


NR_028689.1 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


Acholeplasma vituli 


complete sequence 984769 986285 Acholeplasma vituli Bacteria; 


335620 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


335620 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


335620 Bacteria_16S 


strain Se-3111 16 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
335620 Bacteria_16S 


strain HKI 0122 1 


Beutenbergia. 


335620 Bacteria_16S 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Promicromonospora. 
335620 Bacteria_16S 


inopinata strain 
Bacteria; 


Microbacterium. 


335620 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


335620 Bacteria_16S 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


335620 Bacteria_16S 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


335620 Bacteria_16S 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


335620 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


335620 Bacteria_16S 


avidum strain DSM 
Bacteria; Actinob 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


335620 Bacteria_16S 


australiense stra 


australiense Bacteria; Actinobacteria; Actinobacteridae 


Propionibacteriac 


Firmicutes; Erysipelotrichi; Erysipelotrichal 
335620 Bacteria_16S 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


1113670 1113633 25 60 gi 
76 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


1219484 1219447 25 60 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1222522 1222500 25 47 
S ribosomal RNA, partial sequence 


gi 


1234701 1234664 25 60 gi 


Microbacterium. 
1319176 131913117 60 gi 
coagulans strain GA 211 16S ribosomal 


1334523 1334501 25 47 


gi 


1449831 1449799 13 45 gi 


1632803 1632781 25 47 gi 
143-02 16S ribosomal RNA, partial sequ 


1698440 1698403 25 60 


gi 


1809379 1809335 17 60 gi 
n CMS 26o0r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; 


1949434 1949397 25 60 


gi 


2077617 2077580 25 60 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2079178 2079141 25 60 gi 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2080730 2080693 25 60 gi 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 


2082287 2082250 25 60 


gi 


2329574 2329537 25 60 gi 
n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 
; Microbacterium. 

2359837 2359800 25 60 gi 
in LCDC-98A072 16S ribosomal RNA, part 


eae; Propionibacterium. 


1221167 12226 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
335620 Bacteria_16S 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, part 
phyllosphaerae Bacteria; Actinobacteria; Actinobacterid 
Microbacteriaceae; 
335620 Bacteria_16S 


6S ribosomal RNA, partial sequence 1333148 13346 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Planococcaceae; 


333/02 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


sequence 
Actinomycetales; Propionibacterineae; 


4901 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
Propionibacterium. 
335620 Bacteria_16S 
al 
Actinomycetales; 


265678300 
e 11123 
ales; 


219878368 
12181 
ales; 


219878356 


ococcineae; 
219878266 


228721490 
ales; 
224581421 
14484 
ales; 
219878455 
ence 16314 
es; 
219878409 


ales; 


219878330 
sequence 


219878229 


219878138 
sequence 


219878137 


219878136 
sequence 


219878135 
20809 


219857510 
sequence 


219857488 


ref 
07 1113789 Micro 
Micrococcineae; Microbacteriaceae; 


ref 
99 1219566 Luteo 
Propionibacterineae 


NR_028601.1 


NR_025507.1 


Microbacterium 


bacterium halophilum 


Luteococcus sanguinis 


coccus sanguinis 
7 


Propionibacteriaceae; 


ref 
13 Salana multivorans Bacteria; 


ref oi 
ial sequence 1233340 12348 


ref 
32 Beutenbergia cavernae DSM 12333 
Micrococcineae; 


ref 
60 1449852 Promicromonospora aerolata 
Micrococcineae; 


ref 
20 1632923 Erysipelothrix inopinata 
Erysipelotrichaceae; 
ref 
56 1698545 Microbacterium paraoxydans 
Micrococcineae; Microbacteriaceae; 


ref 


Planococcus. 
ref 


ref 
ref 
ref 


ref 
23 2082426 Propionibacterium avidum 
Propionibacterineae; 


ref 


ref 
ial sequence 2358483 23599 
; Actinomycetales; Propionibacterineae; 


NR_025495.1| Salana multivorans 

Salana. 
Microbacterium 

7 Microbacterium 


Beutenbergiaceae; 
NR_025405.1 
1 


ae; Actinomycetales; Micrococcineae; 
228715349|ref|NR_027521.1| Staphylococcus 
RNA, partial sequence 1317758 1319249 


Staphylococcus. 
Beutenbergia cavernae 


NR_027613.1 
Beutenbergiaceae; 
NR_027202.1| Promicromonospora 
Promicromonosporaceae; 
NR_025594.1| Erysipelothrix 


Erysipelothrix. 
NR_025548.1| Microbacterium 


Planococcus 
1 Planococcus 


NR_025469.1 
1807983 180946 


NR_025368.1| Microbacterium 
1948071 1949550 Microbacterium 
Micrococcineae; Microbacteriaceae; 


NR_025277.1 
2076251 207775 


Propionibacterium 
6 Propionibacterium 


Actinomycetales; Propionibacterineae; 


NR_025276.1 
2077807 207932 


Propionibacterium 
0 Propionibacterium 


NR_025275.1 
2079371 208087 


Propionimicrobium 
2 Propionimicrobium 


; Actinomycetales; Propionibacterineae; 


NR_025274.1| Propionibacterium 


Propionibacteriaceae; 
NR_025098.1| Microbacterium 
2328328 2329644 Microbacterium 


Micrococcineae; 


NR_025076.1 
5 


Propionibacterium 
1 Propionibacterium 


335620 Bacteria_16S 2559492 2559466 17 43 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

335620 Bacteria_16S 2588650 2588613 25 60 gi|219857276|ref|NR_024907.1| Friedmanniella 


spumicola strain 


Nocardioidaceae; 


Ben 107 16S ribosomal RNA, partial seq 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 
Friedmanniella. 


335620 Bacteria_16S 


2627173 2627136 25 60 


uence 


219857247 


gi 


bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 


ref 


2587275 2588749 Friedmanniella 


; Propionibacterineae; 


NR_024877.1| Tessaracoccus 
2625807 2627271 Tessaracoccus 


bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 


335620 Bacteria_16S 
saperdae strain I 
saperdae Bacteria; 


Microbacterium. 


335620 Bacteria_16S 
luteolum strain I 
luteolum Bacteria; 


Microbacterium. 
335620 Bacteria_ 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae; 


335620 Bacteria_ 
resistens strain 


resistens Bacteri 


Microbacterium. 
335620 Bacteria_ 
strain DSM 20145 


335620 Bacteria_ 
testaceum strain 


testaceum Bacteri 


Microbacterium. 
335620 Bacteria_ 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae; 


335620 Bacteria_ 
imperiale strain 


Microbacterium. 
335620 Bacteria_ 


lacticum strain DSM 20427 
lacticum Bacteria; 


Microbacterium. 
335620 Bacteria_ 


strain E-37 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
335620 Bacteria_16S 
strain R22 16S ri 
Proteobacteria; G 
335620 Bacteria_16S 
tunicata strain D 
Proteob 
Pseudoalteromonas. 
335620 Bacteria_16S 
strain 513A 16S r 
Spi 
335620 Bacteria_16S 
strain W6 16S rib 


Bacteria; 


Spirochaetes; 


Firmicutes; 


Firmicutes; 


Planctomyces. 


335620 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


strain ATCC 23392 


Tenericutes; Moll 


Firmicutes; Clost 


2958508 2958471 25 


2959969 2959932 25 


16S 3069350 3069313 25 


Microbacterium. 
16S 3115972 3115935 25 


16S 3506515 3506478 25 


16S 3508033 3507996 25 


16S 3509554 3509517 25 


Microbacterium. 
16S 3511074 3511037 25 


16S 


3512598 3512561 25 


16S 3717701 3717679 23 


4010993 4010971 25 


10292 10260 28 


13315 13278 24 


151452 151431 23 


Clostridiales; 
156128 156107 23 


Firmicutes; 
201965 201944 23 


Clostridiales; 
218998 218977 25 


275135 275114 23 


279684 279663 23 


282641 282620 23 


ridia; Clostridiales; 


n Mu 290 16S ribosomal RNA, 
ria; Planctomycetes; Planctomycetacia; 


60 


60 


60 


60 


60 


60 


60 


60 


60 


45 


RNA, partial sequence 
Rhodobacterales; 


47 


bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


58 


60 


ibosomal RNA, partial sequence 
rochaetales; Brachyspiraceae; Brachyspira. 


44 


osomal RNA, partial sequence 
Clostridia; 
335620 Bacteria_16S 

formicaceticum st 
formicaceticum Bacteria; 
335620 Bacteria_16S 
strain 22 16S rib 


44 


44 


osomal RNA, partial sequence 
Clostridia; 
335620 Bacteria_16S 

limnophilus strai 
limnophilus Bacte 


46 


complete sequence 


44 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
335620 Bacteria_16S 


44 


44 


gi 
FO 15038 16S ribosomal RNA, partial sequence 


gi 
FO 15074 16S ribosomal RNA, partial sequence 


gi 


gi 


DMMZ 1710 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


gi 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


DSM 20166 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


gi 


2 
in DSM 20638 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


gi 


DSM 20530 16S ribosomal RNA, partial sequence 
imperiale Bacteria; 


gi 


16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
37 


gi 
40 


gi 


2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; Pseud 


gi 
11 


gi 
15 


Clostridiaceae; 


gi 


rain Al 16S ribosomal RNA, partial sequence 
Clostridia; 


gi 


200572 20203 
Clostridiales Family XI. Incer 
ref 


gi 


gi 


273748 27524 


gi 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
335620 Bacteria_16S 
strain W 1471 16S ribosomal RNA, partial sequence 


gi 


219856818 


219856817 


219846876 


219846845 


219846572 


v 


219846571 


19846570 


sequence 


219846569 


219846568 


219846425 


219846216 


265679057 
8961 


265679055 


961 13410 


265678962 


0066 15156 


265678959 


265678929 


265678917 


265678877 


265678874 


265678872 


ref 
2957165 29585 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 
2958622 29600 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 
train DSM 8609 16S ribosomal RNA, partial sequence 3067998 30694 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 


3 


ref 
22 Microbacterium barkeri Bacteria; 
Microbacteriaceae; 
ref 


114620 31160 


NR_024637.1 


NR_024636.1 


NR_026468.1 


NR_026437.1 


NR_026164.1 


NR_026163.1 


Microbacterium 


71 Microbacterium 
Micrococcineae; Microbacteriaceae; 


Microbacterium 


61 Microbacterium 
Micrococcineae; Microbacteriaceae; 


Microbacterium 


60 Microbacterium 
Micrococcineae; 


Microbacterium 


80 Microbacterium 


Microbacterium barkeri 


Microbacterium. 
Microbacterium 


3506673 3508141 Microbacterium 


ref 


NR_026162.1 


Microbacterium 


3508192 3509665 Microbacterium 


Actinomycetales; 


ref 


NR_026161.1 


Micrococcineae; 


Microbacterium 


3509716 3511185 Microbacterium 


Actinobacteria; Actinobacteridae; Actinomycetales 


ref 
3511236 351270 


ref 
16418 3717790 Sagittula stellata Bacteria; 
Rhodobacteracea 
ref 
09610 4011068 Idiomarina ramblicola Bacteria; 
Idiomarinaceae; 
ref 
10291 


ref 


NR_026160.1 


NR_026016.1 


e; 
NR_025806.1 


Idiomarina. 
NR_029365.1 


NR_029363.1 


Sagittula. 


; Micrococcineae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Sagittula stellata 


Idiomarina ramblicola 


Pseudoalteromonas 


Pseudoalteromonas tunicata 
oalteromonadaceae; 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


ref 
6 Clostridium 
Clostridium. 

ref 
154728 156242 
Clostridiales; Clost 
ref 
6 Helcococcus kunzii Bacteria; 


2 


ref 
6 Mycoplasma hyosynoviae Bacteria; 


ref 
278321 279763 Mycopl 


ref 


17606 219133 
Planctomyceta 


NR_029270.1 


NR_029267.1 


ridiaceae; C 
NR_029237.1 


tae Sedis; H 
NR_029225.1 
les; Plancto 


NR_029183.1 


NR_029180.1 


Clostridium litorale 


litorale Bacteria; 


Clostridium 
Clostridium 
lostridium. 
Helcococcus kunzii 


elcococcus. 
Planctomyces 
Planctomyces 
mycetaceae; 


Mycoplasma hyosynoviae 


Mycoplasma gateae 
asma gateae Bacteria; 


NR_029178.1 


Eubacterium infirmum 


281272 282767 Eubacterium infirmum Bacteria; 


Eubacteriaceae; 


Eubacterium. 


335620 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


288692 288671 23 44 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


265678868 
28734 


ref|NR_029174.1 
1 288773 Mycopl 


Mycoplasma felis 
asma felis Bacteria; 


335620 Bacteria_16S 296369 296348 79 100 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

335620 Bacteria_16S 329865 329844 23 44 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

335620 Bacteria_16S 418167 418146 23 44 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
335620 Bacteria_16S 451990 451969 79 100 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 
strain Met-12 16S ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

335620 Bacteria_16S 536104 536083 79 100 gi|265678695|ref|NR_029000.1| Arcicella aquatica 
strain NO-502 16S ribosomal RNA, partial sequence 534808 536267 Arcicella aquatica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

335620 Bacteria_16S 546839 546807 30 60 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

335620 Bacteria_16S 614992 614971 79 100 gi|265678642|ref|NR_028947.1| Petrotoga olearia 


strain SL24 16S r 
Thermotogae; Ther 


335620 Bacteria_16S 
MV1087 16S ribosomal RNA, partial sequ 
Clostr 


azorensis strain 
Bacteria; Firmicu 


335620 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


335620 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


335620 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


335620 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


335620 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


335620 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


335620 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


335620 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; 


barnesii strain S 
Bacteria; Proteob 


335620 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


335620 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


335620 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


335620 Bacteria_16S 


strain D2-18 16S 


Sp 
335620 Bacteria_16S 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
654506 654485 23 


Petrotoga. 
44 gi 
tes; Clostridia; Clostridiales; 
665075 665054 23 44 gi 


ria; Firmicutes; Clostridia; 
695370 695349 79 100 
in DSM 5305 16S ribosomal RNA, 


5305 Bacteria; Planctomycetes; 


gi 
partial 


695428 695407 25 46 
in DSM 5305 16S ribosomal RNA, 
5305 Bacteria; Planctomycetes; 


gi 
partial 


804235 804214 23 44 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

808831 808799 30 60 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; 
866511 866490 79 100 gi 
ain PCE-M2 16S ribosomal RNA, partial 


gi 


910556 910535 79 100 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
941502 941481 79 100 gi 


hingobacteria; Sphingobacteriales; Chi 
981417 981396 79 100 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
983011 982990 23 44 gi 
S ribosomal RNA, 
icutes; Entomoplasmatales; 
995556 995535 23 44 gi 
strain glu 65 16S ribosomal RNA, parti 


ridia; Clostridiales; Clostridiaceae; 
1104531 1104510 23 44 gi 


ribosomal RNA, partial sequence 


n NorPut 16S ribosomal RNA, partial se 
Clostridi 


Plancto 


Plancto 


Lactobacillaceae 


teria; Proteobacteria; Epsilonproteoba 


613678 61515 


265678614 
ence 65316 
idiaceae; 

265678606 
quence 
ales; Clos 
265678586 
sequence 

mycetacia; 


265678586 
sequence 


mycetacia; 


265678510 


802889 80433 


265678507 
e 80741 
; Lactobac 
265678468 
sequence 
cteria; Ca 


265678438 


quence 
iales; 
265678418 
6S ribosomal RNA, partial sequence 940206 94166 
tinophagac 
265678390 
ce 
obacterale 
265678389 
complete sequence 981620 98314 
Entomoplasmataceae; 
265678381 
al sequenc 


Clo 


98009 


E 


Bacteria; Firmicutes; Clostridia; Clostridiales; 
acter. 

1101467 1101446 23 44 gi| 265678309 

ribosomal RNA, partial sequence 1100149 11015 


Clostridiu 
265678306 
1103152 1104621 Mogibacterium pumilum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


2 Petrotoga olearia Bacteria; 


ref|NR_028919.1| Caloranaerobacter 
3 654605 Caloranaerobacter azorensis 
Caloranaerobacter. 
ref|NR_028911.1] Anaerovorax 

663698 665185 Anaerovorax 
tridiales Family XIII. Incertae Sedis; 
ref|NR_028891.1] Planctomyces 

694091 695537 Planctomyces 
Planctomycetales; Planctomycetaceae; 
ref|NR_028891.1] Planctomyces 

694091 695537 Planctomyces 
Planctomycetales; Planctomycetaceae; 
ref|NR_028813.1| Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


ref |NR_028810.1 
2 808917 Lactob 
illus. 
ref|NR_028771.1 

865186 866674 


mpylobacterales; 


Lactobacillus 
acillus ingluviei 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


ref |NR_028740.1 
909211 910743 


Clostridium 
Clostridium 


stridiaceae; Cl 
ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinopha 
ref |NR_028692.1 


fo} 


g 


stridium. 


pinensis Bacteria; 
a. 
Sulfurospirillum 


Chitinophaga pinensis 


9 981569 Sulfur 
s; Campylobacter 
ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 


ospirillum barnesii 
aceae; Sulfurospirillum. 
Entomoplasma freundtii 
freundtii Bacteria; 


ref |NR_028683.1| Acidaminobacter 

e 994185 995652 Acidaminobacter 
Clostridiales Family XII. Incertae 
ref|NR_028611.1| Clostridium hiranonis 
41 Clostridium hiranonis Bacteria; 

m. 

ref|NR_028608.1| Mogibacterium pumilum 


Incertae Sedis; Mogibacterium. 


335620 Bacteria_16S 
pametensis strain 
pametensis Bacter 


Helicobacter. 


335620 Bacteria_16S 
DSM 9946 16S ribo 
Deinococcus-Thermus; 
335620 Bacteria_16S 
DSM 16795 16S rib 
Firmicu 
335620 Bacteria_16S 


Bacteria; 


acetiphilus DSM 1 


12809 Bacteria; 


Bacteria; 


Clostridia; Clost 


335620 Bacteria_16S 


schleiferi subsp. 


Staphylococcus schleiferi subsp. 
335620 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


335620 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


335620 Bacteria_16S 


strain s840-96-2 


D 
335620 Bacteria_16S 
paucivorans strai 
Firmicu 
335620 Bacteria_16S 
16S ribosomal RNA, partial sequence 


1128740 1128719 79 
BIA Se 
ia; Pro 


100 gi 
ymour 16S ribosomal RNA, partia 
teobacteria; Epsilonproteobacte 
1163529 1163508 79 100 gi 
Deinococci; Thermales; 
1177295 1177274 23 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1196904 1196883 79 100 


Thermaceae; 
44 gi 


Clostr 

gi 
2809 16S ribosomal RNA, partial sequen 
eferribacteres; Deferribacterales; Def 
1237707 1237686 79 100 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; 
1266252 1266231 23 


Lachno 
44 gi 
ridiales; Clostridiaceae; Clostridium. 
1319111 1319090 79 100 gi 


coagulans strain GA 211 16S ribosomal 


1335983 1335962 79 100 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1393384 1393363 23 44 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1419010 1418989 23 44 gi 


gi 


ria; 


coagulans Bacteria; 


1334683 13361 


1392046 13934 


16S ribosomal RNA, partial sequence 1417633 14190 


253680771 


1 sequence 
Campy 


228720981 


somal RNA, partial sequence 1162257 1163688 Meiot 
Meiothermus. 


228716184 


224581446 


ref|NR_028019.1 
1127427 11289 
lobacterales; H 


ref |NR_027600.1 
hermus silvanus 


ref|NR_027548.1 


ref |NR_027228.1 


0 


e 


92 Mycoplasma crocodyli MP145 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


228718376|ref|NR_027573.1| Clostridium bartlettii 
1175949 1177377 Clostridium bartlettii DSM 16795 

idiaceae; Clostridium. 

228715574|ref|NR_027535.1| Denitrovibrio 

ce 1195565 1197080 Denitrovibrio acetiphilus DSM 

erribacteraceae; Denitrovibrio. 

219878251|ref|NR_025390.1| Parasporobacterium 

ence 1236392 1237878 Parasporobacterium paucivorans 

spiraceae; Parasporobacterium. 

219846539|ref|NR_026131.1| Clostridium grantii Al 

1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
228715349|ref|NR_027521.1| Staphylococcus 
RNA, partial sequence 1317758 1319249 
Firmicutes; Bacillales; Staphylococcus. 
228721489|ref|NR_027612.1| Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Mycoplasma crocodyli 
Bacteria; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

335620 Bacteria_16S 1448317 1448296 23 44 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

335620 Bacteria_16S 1464787 1464766 23 44 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 


strain HM-7 16S r 
Firmicutes; Clost 


335620 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


335620 Bacteria_16S 


strain LB37 16S r 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
335620 Bacteria_16S 1614647 1614626 23 44 gi| 219878467 
strain CCUG 47334 16S ribosomal RNA, partial sequence 16132 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Fa 
335620 Bacteria_16S 1768428 1768407 23 44 gi| 219878359 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 17670 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Fa 
Sedimentibacter. 

335620 Bacteria_16S 1813881 1813860 79 100 gi| 219878327 


strain SL25 16S r 
Thermotogae; Ther 


strain 534-30 16S 
Planctomycetes; P 


335620 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


335620 Bacteria_16S 


sibiricum strain 
Bacteria; Firmicu 


glaciale Bacteria 


335620 Bacteria_16S 


strain MxX9 16S ri 
Tenericutes; Moll 


motogales; 
335620 Bacteria_16S 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1552482 1552461 23 44 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1567259 1567238 79 100 gi 
ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
Thermotogaceae; Petrotoga. 
2012287 2012266 25 46 gi 
ribosomal RNA, partial sequence 201 
lanctomycetacia; Planctomycetales; Pla 
2060882 2060861 23 44 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Eubacteriaceae; 
2105185 2105164 23 44 gi 
Z-7981 16S ribosomal RNA, partial sequ 


1463419 14648 
mily XIII. 


en 
rd 


1565947 15674 


1812567 18140 


ne 


Eu 


en 


219857243 
ce 15511 
ales; Aq 
219846058 


219878188 
0901 20124 
tomyceta 
219878150 
20595 
bacteriu 
219878117 
ce 21038 


tes; 
335620 Bacteria_16S 

glaciale strain ACAM 644 16S ribosomal RNA, partial seq 
Flavobacteria; 


Clostridia; 
2106568 2106547 79 


; Bacteroidetes; 


2200529 2200508 23 


2202040 2202019 23 


Clostridiales; 


100 


44 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
335620 Bacteria_16S 


44 


strain MK405 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Clostr 
gi 


idiaceae; 
219878116 
uence 
Flavobacteriales 
gi| 219857599 
2199190 22006 


Anox 


73 Mogibacterium 
Incertae Sedis; 
ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref|NR_025648.1 
31 Leptotrichia 


ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref |NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 


ref |NR_025466.1 


ref |NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_025289.1 
20 2060972 Eubact 
m. 
ref|NR_025256.1 
27 2105235 Anoxyn 
ynatronum. 
NR_025255.1 

105286 210665 
; Cryomorphaceae 
ref|NR_025187.1 


ref 


Ny 


gi|219857598 


diversum Bacteria; 
Mogibacterium. 
Aquabacterium 
cterium citratiphilum 


Leptotrichia shahii 


shahii Bacteria; 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Sedimentibacter 
ntibacter saalensis 

e Sedis; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Planctomyces maris 


maris Bacteria; 


es. 
Eubacterium sulci 
erium sulci Bacteria; 


Anoxynatronum 
atronum sibiricum 


Brumimicrobium 

6 Brumimicrobium 
Brumimicrobium. 
Mycoplasma mustelae 


v 


37 Mycoplasma mustelae Bacteria; 


ref |NR_025186.1 


Mycoplasma moatsii 


2200688 2202148 Mycoplasma moatsii Bacteria; 


335620 Bacteria_16S 
lagogenitalium st 
lagogenitalium Ba 
335620 Bacteria_16S 
gallopavonis stra 
Teneric 
335620 Bacteria_16S 
strain H831 16S r 
Tenericutes; Moll 
335620 Bacteria_16S 
strain CH 16S rib 
Tenericutes; Moll 
335620 Bacteria_16S 
strain 1340 16S r 
Tenericutes; Moll 
335620 Bacteria_16S 
acetigenes strain 
Firmicu 


Bacteria; 


Bacteria; 
Sporanaerobacter. 


335620 Bacteria_16S 
strain 105 16S ri 


Tenericutes; Moll 


335620 Bacteria_16S 
phocicerebrale st 
phocicerebrale Ba 
335620 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


335620 Bacteria_16S 
canadensis strain 
canadensis Bacter 


Helicobacter. 


335620 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


335620 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


335620 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


335620 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


335620 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


335620 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


335620 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


335620 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


335620 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


335620 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


335620 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


335620 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


2209587 2209566 23 44 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211115 2211094 23 44 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2217113 2217092 23 44 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2255139 2255118 23 44 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


gi 


en 
id 


2279801 2279780 23 44 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

2282823 2282802 23 44 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2293322 2293301 79 100 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2332556 2332535 79 100 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


gi 


eq 
la 


S; 


s 
ed: 


2365979 2365958 23 44 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2478177 2478156 23 44 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2479649 2479628 23 44 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481158 2481137 23 44 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482668 2482647 23 44 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484179 2484158 23 44 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485691 2485670 23 44 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487210 2487189 23 44 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488723 2488702 23 44 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490236 2490215 23 44 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Ss; 


335620 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


219857593 
2208244 22096 


219857592 
2209746 22112 


219857588 
2215772 22172 


219857563 


ce 22537 


219857547 
2278443 22799 


219857545 


uence 


22920 


equence 
a; 


219857483 
2364627 23660 


2472404 24737 


Syntrop 


219857398 
2476824 24782 


219857397 
2478295 24797 


219857396 
2479798 24812 


219857395 
2481316 24827 


219857394 
2482825 24842 


219857393 
2484337 24857 


219857392 
2485849 24873 


219857391 
2487368 24888 


219857390 
2488881 24903 


2491747 2491726 23 44 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857389 
2490394 2491854 Mycoplasma anseris Bacteria; 


iales Fa 


smatacea 
219857536 


Helicob 
219857508 


Campy 


2203562 2203541 23 44 gi|219857597|ref|NR_025185.1| Mycoplasma 
rain 12MS 16S ribosomal RNA, partial sequence 2202199 2203669 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2206560 2206539 23 44 gi|219857595|ref|NR_025183.1| Mycoplasma 
in WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycoplasma gallopavonis 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


ref |NR_025135.1| Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 


ref |NR_025133.1 
2281465 228293 
e; Mycoplasma. 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


Mycoplasma 
0 Mycoplasma 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 
4 Helicobacter 
licobacteraceae; 


ref|NR_025071.1| Mycoplasma elephantis 
86 Mycoplasma elephantis Bacteria; 


2367489 2367468 23 44 gi|219857482|ref|NR_025070.1| Mycoplasma 
rain T37 16S ribosomal RNA, partial sequence 2366137 2367596 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2473756 2473735 79 100 gi|219857401|ref|NR_024989.1| Smithella propionica 


74 Smithella propionica Bacteria; 
haceae; Smithella. 

ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref |NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 
ref|NR_024977.1| Mycoplasma anseris 


335620 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


335620 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


335620 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


335620 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


335620 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


335620 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


335620 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


335620 Bacteria_16S 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 30679 


Firmicutes; Bacil 


335620 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


335620 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


335620 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


335620 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


335620 Bacteria_16S 


deleyianum strain 


2508390 2508369 23 44 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2565581 2565560 23 44 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2616452 2616431 23 44 gi 


Clostridiales Fa 
100 gi 


ridia; Clostridiales; 
2672421 2672400 79 


psilonproteobacteria; Campylobacterale 
2795563 2795542 23 44 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
2847050 2847029 23 44 gi 
7 16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiales Fa 
2976847 2976826 23 44 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3067914 3067893 79 100 gi 


lales; Bacillales Family XI. Incertae 
3079800 3079779 79 100 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081376 3081355 79 100 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3082952 3082931 79 100 gi 


ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 
3090524 3090448 27 100 gi 


ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3138380 3138359 79 100 gi 
Spirillum 5175 16S ribosomal RNA, par 


ce 
id 


ia 


sae 


mi 


S; 


se 


id 


mi 


cl 


Se 


en 
el 


ce 
el 


eq 
er 
ia 
rn 


ti 


219857372 


219857291 


219857255 


16S ribosomal RNA, partial sequence 2615060 26165 


219857208 
6S ribosomal RNA, partial sequence 2671138 26725 
219857120 
219856893 
219846939 
2975480 29769 
219846877 
219846869 


219846868 


219846867 


219846862 


219846830 


ref |NR_024960.1 
00 2508520 Thermo 
Thermohalobacte 
ref|NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024886.1 


25070 
iaceae; 


1 sequen 


diales; 


Ince 
ref 


ly XII. rtae Sedis; 


NR_024836.1 


Helicobacteraceae; Heli 
ref|NR_024748.1 
2794179 279557 
lost 
ref |NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref |NR_026531.1 


quence 
iales; C 

28456 
ly XIII. 


ostridium. 


ref|NR_026469.1 
Gemella. 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
NR_026459.1 
3 


s 


dis; 


ce 30784 
lales; D 


30800 
lales; D 


uence 
ia; Desu ellales; De 
ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026422.1 
nce 313708 


1 sequen 
obacteri 


al seque 


Yr. 


Thermohalobacter 
halobacter berrensis 


Eubacterium 
8 Eubacterium 
Eubacterium. 

Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Helicobacter ganmani 


55 Helicobacter ganmani Bacteria; 


cobacter. 
Alkaliphilus 
1 Alkaliphilus 


ridiaceae; Alkaliphilus. 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 

Clostridium ultunense 


25 Clostridium ultunense Bacteria; 
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Sulfurospirillum 
4 3138514 
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335620 Bacteria_16S 
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Sulfurospirillum. 


335620 Bacteria_16S 
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strain NCTC 9810 
Firmicutes; Clost 
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219846780 
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Campylobacteraceae; 
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4 Helicobacter 


Helicobacteraceae; 
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ivorii Bacteria; 
eptoniphilus. 
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harei Bacteria; 
eptoniphilus. 

Vibrio nereis strain 
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Blastobacter 

9 Blastobacter 
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bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3859126 3859105 23 44 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3885277 3885256 23 44 gi 
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Mycoplasma alkalescens 
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Mycoplasma 
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Mycoplasma agassizii 
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Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
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lla succinogenes 
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cobacter. 
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felis Bacteria; 


cobacter. 
Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
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50 Spiroplasma montanense Bacteria; 
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16 Spiroplasma litorale Bacteria; 


ref|NR_025705.1 


Spiroplasma. 


Spiroplasma insolitum 


335620 Bacteria_16S 4150638 4150617 23 44 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

335620 Bacteria_16S 4153632 4153611 23 44 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

335620 Bacteria_16S 4155197 4155176 23 44 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

335620 Bacteria_16S 4156763 4156742 23 44 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

335620 Bacteria_16S 4158328 4158307 23 44 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
335620 Bacteria_16S 4159894 4159873 23 44 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

335620 Bacteria_16S 4161460 4161439 23 44 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
335620 Bacteria_16S 4184348 4184327 23 44 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 


thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; 


Peptostreptococcaceae; Tepidibacter. 


335620 Bacteria_16S 276654 276615 23 60 gi|265678876|ref|NR_029182.1| Helicobacter bilis 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

335620 Bacteria_16S 291837 291798 24 61 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 
strain Kol5a 16S ribosomal RNA, partial sequence 290399 291962 Aquifex pyrophilus Bacteria; 
Aquificae; Aquificales; Aquificaceae; Aquifex. 

335620 Bacteria_16S 296429 296390 23 60 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

335620 Bacteria_16S 408777 408757 80 100 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

335620 Bacteria_16S 482570 482550 23 43 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

335620 Bacteria_16S 537683 537644 23 60 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

335620 Bacteria_16S 604287 604267 80 100 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

335620 Bacteria_16S 621118 621079 23 60 gi|265678638|ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
335620 Bacteria_16S 755082 755043 23 60 gi| 265678543 |ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
335620 Bacteria_16S 866571 866532 23 60 gi|265678468|ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 


halorespirans Bac 
Sulfurospirillum. 


335620 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; 
Proteobacteria; 
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Bacteria; Proteob 
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Gammaproteobacteria; 
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45 


60 
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60 
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gi 


gi 


265678418 


6S ribosomal RNA, partial sequence 940206 94166 
Sphingobacteria; 
335620 Bacteria_16S 
strain 4A 16S ribosomal RNA, partial 


Sphingobacteriales; Chitinophagaceae; 


265678400 


966531 96793 


gi 


partial sequence 
acteria; Epsilonproteobacteria; Campyl 
335620 Bacteria_16S 


gi 


gi 


265678396 
97110 


265678392 


n GC-42 16S ribosomal RNA, partial sequence 
ria; Chloroflexi; Herpetosiphonales; H 
335620 Bacteria_16S 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


265678390 


Campylobacterales; 


Halomonadaceae; 


obacterales; 


erpetosiphonaceae; 


ref|NR_028720.1 
3 Chitinophaga 


Chitinophag 

ref |NR_028702.1 
Halomonas 

ref |NR_028698.1 
0 972566 Campyl 
Campylobacter 
ref|NR_028694.1 
977181 978580 
Herpeto 
ref|NR_028692.1 


Campylobacteraceae; 


Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 
Herpetosiphon 
Herpetosiphon 
siphon. 


Sulfurospirillum 


980099 981569 Sulfurospirillum barnesii 


Sulfurospirillum. 
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lithotrophicum st 
lithotrophicum Ba 
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autotrophica Bact 


Sulfurimonas. 


335620 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 


Coriobacteriaceae; 
335620 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


335620 Bacteria_16S 


strain HI 11/12 1 
Bacteria; Aquific 


335620 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


335620 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


335620 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


335620 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


335620 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


335620 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


1050460 1050440 80 100 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1054940 1054901 23 60 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1110620 1110596 23 47 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 
Collinsella. 

1128800 1128761 23 60 gi 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


’ 


1231704 1231665 24 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1769911 1769872 23 60 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
1935687 1935648 23 60 gi 
ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2088380 2088360 80 100 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2208086 2208066 23 43 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2293382 2293343 23 60 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2332616 2332577 23 60 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


61 gi 


335620 Bacteria_16S 


hyointestinalis s 


Campylobacterales 


335620 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


335620 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


335620 Bacteria_16S 


strain IM1 16S ri 
Proteobacteria; A 


335620 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


335620 Bacteria_16S 
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Proteobacteria; E 


335620 Bacteria_16S 
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caldilitoris Bact 


335620 Bacteria_16S 
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335620 Bacteria_16S 
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335620 Bacteria_16S 


strain VPI-C6-61 
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335620 Bacteria_16S 


2526553 2526514 23 60 gi 


ubsp. 


Campylobacteraceae; Campylobacter. 


v 


2564079 2564040 23 60 gi| 219857335 
rain MU97-1514 16S ribosomal RNA, partial sequen 
cteria; Proteobacteria; Epsilonproteobacteria; C 

2662095 2662060 27 60 gi| 219857216 
n DM13 16S ribosomal RNA, partial sequence 26607 
acteria; Alphaproteobacteria; Rhizobiales; Hypho 

2663476 2663441 27 60 gi|219857215 


bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
2672481 2672442 23 60 gi 


6S ribosomal RNA, partial sequence 2671138 26725 
Ss; 


psilonproteobacteria; Campylobacterale 
2677072 2677033 23 60 gi 
ibosomal RNA, partial sequence 


complete sequence 1230306 12317 


1768558 17700 


1934336 19357 
Campylo 


2206719 22081 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 


2662145 26634 
lo 


2675717 26771 


265678345 
quence 


265678341 
uence 
teria; 


265678302 
sequence 


253680771 
ria; 
219878275 


rinis. 
219878358 


tiliaceae; 
219878238 


S; 
219878131 
1 
sulfurobac 
219857594 


219857536 
22920 
s; Helicob 
219857508 
sequence 
ria; Campy 


219857360 
RNA, pa 


cystacea 
219857208 


Helicob 
219857205 


urobacteri 


Campylo 


Coriobacte 


1 sequence 
Campy 


sequence 


ref |NR_028647.1 
1049100 105058 
aceae; Balneariu 
ref |NR_028643.1 
1053566 105500 
bacterales; 


Balnearium 
0 Balnearium 
m. 
Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


ref |NR_028604.1 
1109258 111072 
riales; Coriobac 


Collinsella 
0 Collinsella 
terineae; 


NR_028019.1 
127427 112890 
lobacterales; He 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


ref 


R 


Thermocrinis albus 
albus DSM 14484 


ref|NR_025414.1 
93 Thermocrinis 


ref|NR_025497.1| Nautilia lithotrophica 
21 Nautilia lithotrophica Bacteria; 
Nautilia. 

ref|NR_025377.1| Campylobacter hominis 


49 Campylobacter hominis Bacteria; 
bacteraceae; Campylobacter. 
ref|NR_025270.1| Desulfurobacterium 

2087053 2088498 Desulfurobacterium 
teriaceae; Desulfurobacterium. 
ref|NR_025182.1| Mycoplasma dispar 
93 Mycoplasma dispar Bacteria; 


ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Helicobacter 

4 Helicobacter 
licobacteraceae; 


ref 
rtia 


Campylobacter 
2525204 2526622 


NR_024948.1 
1 sequence 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Methylorhabdus. 
ref|NR_024843.1| Methylopila capsulata 
75 Methylopila capsulata Bacteria; 

e; Methylopila. 
ref |NR_024836.1 
55 Helicobacter ganmani Bacteria; 
acteraceae; Helicobacter. 
ref|NR_024833.1| Lebetimonas acidiphila 
47 Lebetimonas acidiphila Bacteria; 


Methylorhabdus 
orhabdus multivorans 


Helicobacter ganmani 


subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 


psilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

2690572 2690533 24 61 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
in IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
eria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

2708620 2708581 23 60 gi| 219857183 |ref|NR_024811.1| Hydrogenimonas 
n EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
ria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 

2722063 2722024 23 60 gi|219857174|ref|NR_024802.1| Sulfurovum 
rain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
cteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

2792586 2792566 79 99 gi|219857122|ref|NR_024750.1| Coprococcus catus 
16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Coprococcus. 

2824222 2824183 24 61 gi|219856908|ref|NR_024729.1| Hydrogenobacter 


2822817 2824313 Hydrogenobacter 


335620 Bacteria_16S 2957048 2957013 27 60 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
335620 Bacteria_16S 2996617 2996578 24 61 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 
335620 Bacteria_16S 3131050 3131030 27 47 gi|219846835|ref|NR_026427.1| Halanaerobacter 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 3129667 3131049 Halanaerobacter 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
335620 Bacteria_16S 3138440 3138401 23 60 gi|219846830|ref|NR_026422.1| Sulfurospirillum 
deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Campylobacteraceae; Sulfurospirillum. 
335620 Bacteria_16S 3159855 3159816 23 60 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain FIF6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 


arcachonense Bact 
Sulfurospirillum. 


335620 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


335620 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


335620 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


335620 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


335620 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


335620 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


335620 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


335620 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


335620 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


335620 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


335620 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


335620 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


335620 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


335620 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


335620 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


335620 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


335620 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


eria; Proteobacteria; Epsilonproteobac 


3212900 3212861 23 60 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


2 


3584247 3584212 27 60 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3635876 3635837 23 60 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3648065 3648026 23 60 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3698234 3698195 23 60 gi 


Ss; 


psilonproteobacteria; Campylobacterale 
3751785 3751765 23 43 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3754825 3754805 23 43 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3766921 3766901 27 47 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
3802988 3802949 23 60 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3809042 3809003 23 60 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3818327 3818288 23 60 gi 
16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
3819850 3819811 23 60 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3821385 3821346 23 60 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


Ss; 


as 


Ss; 


en 


ob 


Ss; 


rt 
er 


3822913 3822874 23 60 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3827495 3827456 23 60 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3829054 3829015 23 60 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3869807 3869768 23 60 gi 
in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 


gi 


Ss; 


Ss; 


ct 


nc 
ob 


335620 Bacteria_16S 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 


3871319 3871280 23 60 gi 


te 


al 
te 


219846520 
eq 
ri 
219846482 
ob 
219846473 
3646715 36481 


219846438 
6S ribosomal RNA, partial sequence 3696887 36983 


219846398 
qu 


219846396 
3753459 37549 


219846387 
ce 
ib 
219846361 
3801626 38030 
219846357 
ob 
219846351 
219846350 
3818485 38199 


219846349 


219846348 
3821543 38230 


219846345 
3826129 38276 
219846344 


219846316 


219846315 


ria; Campylobacterales; 
19846780 |ref|NR_026372.1 

sequence 3211554 32129 
ria; Campylobacterales; 


ref|NR_026112.1 
3582883 35843 
Clostridiaceae; 
ref |NR_026074.1 
29 3635951 Helic 
s; Helicobacter 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; 
ref |NR_026029.1 
08 Helicobacter 
acteraceae; 
ref|NR_025989.1 
3750418 37518 
; Mycoplasma. 
ref |NR_025987.1 
32 Mycoplasma bo 


uence 
diales; 


36345 
acterale 


Helicob 


Helicob 


ence 
mataceae 


ref|NR_025978.1 
67 3766920 Desul 
; Desulfovibrio 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Hel 
ref |NR_025948.1 
88 3809126 Campy 
s; Campylobacte 
ref |NR_025942.1 
54 3818434 Wolin 
s; Helicobacter 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Hel 
ref |NR_025940.1 
ence 38200 
ylobacterales; 


37655 
rionales 


Helicob 


ce 38076 
acterale 


38169 
acterale 


Helicob 


ial sequ 
ia; Camp 


ref|NR_025939.1 
20 Helicobacter 
acteraceae; Hel 
ref |NR_025935.1 
02 Helicobacter 
acteraceae; 
ref |NR_025934.1 


Helicob 


Helicob 


38276 
eriales; Car 
ref|NR_025906.1 
e 38684 
acterales; C 


ref 


NR_025905.1 


7 


8 


fo} 
a 


Heli 


Heli 


9 


£ 
n 
i 


1 
r 


e 
a 
a: 


0 
H 


i 


Heli 


53 3829122 Cardio 
diobacteriac 


19 3869879 Arcoba 
ampylobacter 


Campylobacteraceae; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Clostridium 
5 Clostridium 
Clostridium. 
Helicobacter rodentium 
bacter rodentium 
ceae; Helicobacter. 
Helicobacter salomonis 
salomonis Bacteria; 
cobacter. 
Helicobacter trogontum 
trogontum Bacteria; 
cobacter. 
Mycoplasma 
2 Mycoplasma 


Mycoplasma bovoculi 
voculi Bacteria; 


Desulfovibrio 

ovibrio acrylicus 
aceae; Desulfovibrio. 
Helicobacter hepaticus 
hepaticus Bacteria; 
cobacter. 

Campylobacter 

obacter helveticus 
aceae; Campylobacter. 
Wolinella succinogenes 
lla succinogenes 

ceae; Wolinella. 
Helicobacter cinaedi 
cinaedi Bacteria; 
cobacter. 

Helicobacter 

8 3821492 Helicobacter 
elicobacteraceae; 


Helicobacter muridarum 
muridarum Bacteria; 
cobacter. 
Helicobacter felis 
felis Bacteria; 
cobacter. 
Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Arcobacter 

cter nitrofigilis 
aceae; Arcobacter. 
Arcobacter 


3869930 3871391 Arcobacter 


cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Arcobacter. 


335620 Fungi_16S 
strain IFM 100 
Actinobacteria 
335620 Fungi_16S 
strain IFM 078 
Actinobacteria 
335620 Fungi_16S 
strain IFM 057 
Actinobacteria 
335620 Fungi_16S 
strain IFM 100 
Actinobacteria 
335620 Fungi_16S 
strain YZ-96 1 
Actinobacteria 
335620 Fungi_16S 
strain IFM 024 
Actinobacteria 
335620 Fungi_16S 
strain IFM 100 
Actinobacteria 
335620 Fungi_16S 


35 16S ribosomal RNA, partial sequence 1 
Actinobacteridae; Actinomycetales; Cory 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


6S ribosomal RNA, partial sequence 
; Actinobacteridae; Actinomycetales; Corynebacterin 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Corynebacterin 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Corynebacterin 


1388 1339 13 60 gi| 265678352 


1514 


2897 2848 13 60 gi| 265678351 
4 16S ribosomal RNA, partial sequence 1564 3016 
Actinobacteridae; Actinomycetales; Corynebacterin 


4435 4386 13 60 gi| 265678350 


4565 
5995 5946 13 60 gi| 265678349 
6112 
7551 7502 13 60 gi| 265678348 
6163 7670 
9053 9004 13 60 gi| 265678342 
9123 
10539 10490 13 60 gi| 219857197 
10588 


12020 11971 13 60 gi] 219857175 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actino: 


Nocardiaceae; Nocardia. 
335620 Archaea_16S 

GSS1 16S ribosomal RNA, partial sequence 
Euryarchaeota; 
339226 Bacteria_16S 
strain Illinois 1 


147547 147527 25 45 gi| 254971267 


306552 306514 78 116 gi| 265678856 
6S ribosomal RNA, partial sequence 305640 30713 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmatace 


339226 Bacteria_16S 
xylanilyticus str 
xylanilyticus Bac 
339226 Bacteria_16S 


376065 376027 78 116 gi| 265678804 
ain XIL14 16S ribosomal RNA, complete sequence 

teria; Firmicutes; Bacillales; Paenibacillaceae; 
393017 392979 78 116 gi| 265678793 


massiliensis strain 2301065 16S ribosomal RNA, partial sequence 


massiliensis Bact 
339226 Bacteria_16S 
favisporus strain 
Bacteria; Firmicu 
339226 Bacteria_16S 
strain TOD45 16S 


Firmicutes; 


339226 Bacteria_16S 
strain RSA19 16S 


Firmicutes; 


339226 Bacteria_16S 
nematophilus stra 
nematophilus Bact 
339226 Bacteria_16S 
naphthalenovorans 
naphthalenovorans 
339226 Bacteria_16S 
koreensis strain 
Bacteria; Firmicu 
339226 Bacteria_16S 
strain T7 16S rib 


Firmicutes; 


339226 Bacteria_16S 
antarcticus strai 
Bacteria; Firmicu 
339226 Bacteria_16S 
agaridevorans str 
agaridevorans Bac 
339226 Bacteria_16S 
agarexedens strai 
agarexedens Bacte 
339226 Bacteria_16S 
stellifer strain IS1 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


eria; Firmicutes; Bacillales; Paenibacillaceae; 
433160 433122 78 116 gi| 265678766 
GMP01 16S ribosomal RNA, partial sequence 43219 
tes; Bacillales; Paenibacillaceae; Paenibacillus 
700950 700912 78 116 gi| 265678582 
ribosomal RNA, partial sequence 699985 70142 
lales; Paenibacillaceae; Paenibacillus. 
702434 702396 78 116 gi| 265678581 
ribosomal RNA, partial sequence 701473 70290 
lales; Paenibacillaceae; Paenibacillus. 
762221 762183 78 116 gi| 265678538 
in NEMla 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Bacillales; Paenibacillaceae; 
797573 797535 78 116 gi| 265678514 
strain PR-Nl 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Paenibacillac 
899400 899362 78 116 gi| 265678445 
Y¥C300 16S ribosomal RNA, partial sequence 89842 
tes; Bacillales; Paenibacillaceae; Paenibacillus 
1008761 1008723 78 116 gi| 265678372 
osomal RNA, partial sequence 1007814 10092 
lales; Bacillaceae; Bacillus. 
1435521 1435483 78 116 gi| 224581431 
n 20CM 16S ribosomal RNA, partial sequence 14345 
tes; Bacillales; Paenibacillaceae; Paenibacillus 
1778498 1778460 78 116 gi| 219878351 
ain DSM 1355 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Paenibacillaceae; 
1780047 1780009 78 116 gi| 219878350 
n DSM 1327 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Paenibacillaceae; P 


nebacterin 


nebacterin 


nebacterin 


146236 147646 Thermopla 
Thermoplasmata; Thermoplasmatales; Thermoplasmatac 


1801163 1801125 78 116 gi| 219878335 


12137 


sma volcani 
Thermoplas 


Neoricketts 


nibacillus. 


ibacillus. 


ibacillus. 


Paenibacil 


nibacillus. 


bacillus. 


NR_028654.1 
Nocardia arthritidis Bacteria; 
Nocardiaceae; Nocardia. 
NR_028653.1 
Nocardia pneumoniae Bacteria; 
Nocardiaceae; Nocardia. 
NR_028652.1 
Nocardia araoensis Bacteria; 
Nocardiaceae; Nocardia. 
NR_028651.1 
Nocardia higoensis Bacteria; 
Nocardiaceae; Nocardia. 
NR_028650.1 
Nocardia shimofusensis Bacteria; 
Nocardiaceae; Nocardia. 
NR_028644.1 
Nocardia asiatica Bacteria; 
Nocardiaceae; Nocardia. 
NR_024825.1 
Nocardia sienata Bacteria; 
Nocardiaceae; Nocardia. 
NR_024803.1 
e 10639 


tales; Coryn 


NR_028185.1 


NR_029109.1 
375101 37664 


NR_029098.1 
392074 39357 


NR_029071.1 
6 433742 Paenib 


NR_028887.1 
2 Paenibacillus 


NR_028886.1 
9 Paenibacillus 


NR_028842.1 
761257 76278 


NR_028817.1 
e 796606 79815 


NR_028747.1 
7 899962 Paenib 


NR_028674.1 
65 Bacillus edaphicus Bacteria; 


NR_027213.1 
76 1436085 Paeni 


NR_025490.1 
1777548 17790 


NR_025489.1 
1779107 17806 


NR_025474.1 
1800219 1801737 Paenibacillus stellifer 


Uu 


i 


6 


5 


8 


6 
1 


b 


5 


1 


a 


a 


a 


Nocardia arthritidis 


Nocardia pneumoniae 


Nocardia araoensis 


Nocardia higoensis 


Nocardia shimofusensis 


Nocardia asiatica 


Nocardia sienata 


Nocardia 
Nocardia 


ebacterineae; 


Thermoplasma volcanium 


m Archaea; 
ma. 

NR_029162.1 
7 Neorickettsia 


Neorickettsia risticii 


risticii Bacteria; 


Paenibacillus 
Paenibacillus 


Paenibacillus 
Paenibacillus 


Paenibacillus 


acillus favisporus 


Paenibacillus odorifer 


odorifer Bacteria; 


Paenibacillus graminis 


graminis Bacteria; 


Paenibacillus 
Paenibacillus 


Paenibacillus 
Paenibacillus 


us. 


Paenibacillus 


acillus koreensis 


Bacillus edaphicus 


Paenibacillus 


acillus antarcticus 


Paenibacillus 


6 Paenibacillus 


Paenibacillus 


9 Paenibacillus 


Paenibacillus 


339226 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


339226 Bacteria_16S 
16S ribosomal RNA, partial sequence 1941853 19433 


strain LMG 18419 
Firmicutes; Bacil 


339226 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


339226 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


339226 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


339226 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


339226 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


339226 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


339226 Bacteria_16S 


campinasensis str 
campinasensis Bac 


339226 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


339226 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


339226 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


339226 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


339226 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


339226 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


339226 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


339226 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


339226 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


339226 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


339226 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


339226 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


339226 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


339226 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


1915311 1915273 78 116 gi 


lales; Paenibacillaceae; Paenibacillus. 
2048133 2048095 78 116 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; 


2225711 2225673 78 


Paenibacillus. 
116 gi 


ain 324 16S ribosomal RNA, partial seque 
teria; Firmicutes; Bacillales; Paenibaci 
2778681 2778643 78 116 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2789295 2789257 78 116 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
3904797 3904759 78 116 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
4083290 4083252 78 116 gi 
2301083 16S ribosomal RNA, partial seque 
a; Firmicutes; Bacillales; Paenibacillac 
4105727 4105689 78 116 gi 
S ribosomal RNA, partial sequence 


eq 
ac 


ce 
ni 


ti 
il 


219878252 


n CM1 16S ribosomal RNA, partial sequence 1914361 1915860 Paenib 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
1942785 1942747 78 116 gi| 219878233 |ref|NR_025372.1 


219878160 
2047168 20487 


219857582 


in AM141 16S ribosomal RNA, partial sequence 2224766 222627 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

2227272 2227234 78 116 gi| 219857581 |ref|NR_025169.1 
AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenib 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

2317091 2317053 78 116 gi|219857518|ref|NR_025106.1 
n PBl 72 16S ribosomal RNA, partial sequence 2316148 231753 
ria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

2345741 2345703 78 116 gi| 219857497 |ref|NR_025085.1 
n A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenib 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
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n ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
ria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 
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2849696 2849658 78 116 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2862111 2862073 78 116 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
3014436 3014398 78 116 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3067517 3067479 78 116 gi. 


Ss 
Ae 
2 
1 
a; 
2 
ma: 


lales; Bacillales Family XI. Incertae 
3233662 3233624 78 116 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3269819 3269781 78 116 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; 
3542781 3542743 78 116 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3590040 3590002 78 116 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3795019 3794981 78 116 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


Se 


qu 
hl 


Le 
gi 


pt 


gi 


Id 
gi 


e€0 


Coma: 


219857243 
en 
ri 

219878143 
ue 
ci 

219857614 
eq 
ia 

219857526 
2303983 23054 
ma: 
219857519 


ma 
219857453 
6S ribosomal RNA, partial sequence 2410156 24116 
pi 
219857394 
2482825 24842 


219857348 
s 


219857347 
16S ribosomal RNA, partial sequence 2544276 25457 
ma 
219857346 


ma 
219857228 


219857158 
2743252 27447 
mal 
219857154 
eq 
ri 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
ma 
219856891 


ia; 
19856883 
19846914 
3013492 30150 


219846877 
16S ribosomal RNA, partial sequence 3066573 30679 


219846765 
219846741 
3268876 32703 


219846548 
3541838 35433 


219846516 
3589120 35906 


219846367 
3794096 37955 


ce 15511 
ales; Aq 


nce 
llaceae; 


uence 
Burkho 


, 


monadace 
23146 


monadace 


dimonas. 


equence 
Burkhold 
monadace 


25458 
monadace 


26441 
ales; Co 
monadace 


uence 
a; Burkh 


monadace 


equence 
Burkh 


sequence 
Burkhol 
monadace 


dis; Gem 


ence 


amydiace 


othrix. 


nella. 


monadace 


3854188 3854150 78 116 
ibosomal RNA, partial sequence 


gi 


219846326 
3853246 3854730 Leptothrix discophora Bacteria; 


ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref |NR_025203.1 
177978 217937 
lderiales; 
ref|NR_025114.1 


ND 


ae; Xenophilus. 
ref |NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 

ref|NR_025041.1 


ref|NR_024982.1 


ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


ae; Acidovorax. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref |NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy’ 
ref |NR_024786.1 


ae; Delftia. 
ref |NR_024782.1 

2748935 275045 
olderiales; Coma 
ref|NR_024711.1 
ae; Delftia. 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_026506.1 


Acidovorax. 
NR_026469.1 


ae; 
ref 


ella. 
ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_026333.1 


ref|NR_026140.1 


ref|NR_026108.1 


ref |NR_025958.1 


ae; Polaromonas 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


Comamonadaceae; 


Aquabacterium 
cterium citratiphilum 


Thermobacillus 
8 Thermobacillus 


Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


Parachlamydia 
7 Parachlamydia 
a. 
Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Bacillus clausii 


42 Bacillus clausii Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


ref |NR_025916.1 


Leptothrix discophora 


339226 Bacteria_ 
strain ATH 2.2.1 
Proteobacteria; 


strain ATCC 15466 
Proteobacteria; 


strain CLN-1 16S 


Proteobacteria; 


Firmicutes; 


Schlegelella. 


339226 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


halorespirans Bac 
Sulfurospirillum. 


339226 Bacteria_16S 


strain NCTC 13004 
Bacteria; 


strain CMRI H02 1 
Proteobacteria; E 


deleyianum strain 


Sulfurospirillum deleyianum Bacteria; P 


Campylobacteracea 


339226 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


339226 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


339226 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


339226 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


339226 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


339226 Bacteria_16S 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


339226 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


339226 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


B 
339226 Bacteria_1 
denitrificans str 
denitrificans Bac 
339226 Bacteria_1 


B 
339226 Bacteria_1 


B 
339226 Bacteria_1 
strain PAT 05 16S 
Bacil 
339226 Bacteria_1 
syrphidicola stra 
syrphidicola Bact 
339226 Bacteria_1 
chrysopicola stra 
chrysopicola Bact 
339226 Bacteria_16S 
thermodepolymeran 
thermodepolymeran 


Proteob 
339226 Bacteria_16S 


16S 3961752 3961714 78 116 gi 


6S 3972110 3972072 78 116 gi 
teria; Proteobacteria; 
6S 4037900 4037862 78 116 gi 


16S ribosomal RNA, partial sequence 


6S 4081725 4081687 78 116 
ribosomal RNA, partial sequence 


gi 


6S 4102729 4102691 78 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
6S 4139244 4139206 78 116 
in EA-1 
eria; Tenericutes; Mollicutes; 
6S 4157883 4157845 78 116 
in DF-1 
eria; Tenericutes; Mollicutes; 
4189994 4189956 78 116 


116 gi 
gi 


gi 


gi 


s Bacteria; Proteobacteria; 


296000 295935 55 118 gi 


866143 866078 55 118 
ain PCE-M2 16S ribosomal RNA, 


gi 
partial 


972052 971987 55 118 gi 
16S ribosomal RNA, partial sequence 
2672053 2671988 55 


118 gi 


3138012 3137947 55 118 
Spirillum 5175 16S ribosomal 


gi 


Sulfurospirillum. 

3212470 3212405 55 118 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


e; 


3635448 3635383 55 118 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3647636 3647571 55 118 gi 
S ribosomal RNA, partial sequence 
3820955 3820890 55 


118 gi 


3827065 3827000 55 118 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3869379 3869314 55 118 gi 
in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 
3870890 3870825 55 118 gi 
ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


gi 


276201 276161 78 118 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
451623 451567 51 105 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; 


gi 


Petrotoga. 


ain AS-P1l 16S ribosomal RNA, partial s 
Betaproteobacte 


etaproteobacteria; Burkholderiales; Th 


16S ribosomal RNA, partial seq 
Entomop 


16S ribosomal RNA, partial seq 
Entomop 


s strain K14 16S ribosomal RNA, partia 
Betaproteo 


teria; Proteobacteria; Epsilonproteoba 


acteria; Epsilonproteobacteria; Campyl 


RNA, par 
roteobacteria; Epsilonproteobacteria; Campylobacterales; 


psilonproteobacteria; Campylobacterale 
339226 Bacteria_16S 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


219846251 


16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Ru 


brivivax. 
219846244 

equence 

ria; 
219846198 


iomonas. 
219846165 


4080799 40822 
etaproteobacteria; Burkholderiales; Te 


pidimonas. 
219846151 


4101786 41031 


219846121 

uence 

la 
219846109 

uence 

la 
219846083 


bacteria; 


265678863 


6S ribosomal RNA, partial sequence 295056 29653 
psilonproteobacteria; Campylobacterale 
339226 Bacteria_16S 
halorespirans str 


S; 
265678468 

sequence 

cteria; 


265678396 


219857208 


6S ribosomal RNA, partial sequence 2671138 26725 
psilonproteobacteria; Campylobacterale 
339226 Bacteria_16S 


S; 
219846830 
ti 


219846780 
al 
teria; 
219846482 

36345 
ob 
219846473 


3646715 36481 
Helicob 


Ss; 
219846349 
rt 
eria; 


219846345 


3826129 38276 
Helicob 


Ss; 
219846316 
nce 38684 
ob 
219846315 
sequence 
cteria; 


265678876 


275297 27676 
Helicob 


S; 
265678753 


Burkh 


40370 


smatales 


smatales 


1 sequence 


Helicob 


Ca 


97110 
obacterale 


Helicob 


al seque 


sequenc 
Campylo 


acterale 


ial sequ 
Camp 


acterale 


Ca 


ref|NR_025841.1 


ref |NR_025834.1 

3971185 397263 
olderiales; Coma 
ref |NR_025788.1 
01 4038390 Thiomo 


ref|NR_025755.1 


ref|NR_025741.1 


ref|NR_025711.1 
138305 413982 

; Spiroplasmatac 
ref |NR_025699.1 
4156944 415845 

; Spiroplasmatac 
ref|NR_025673.1 
189049 419056 


Burkholderiales; 


rs 


rs 


ref |NR_029169.1 
6 Helicobacter 
acteraceae; Heli 
ref|NR_028771.1 

865186 866674 
mpylobacterales; 
ref |NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_026422.1 
nce 313708 


ref|NR_026372.1 
e 3211554 321297 
bacterales; 


ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_025940.1 
ence 382000 
ylobacterales; H 


ref|NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref|NR_025906.1 
19 3869879 Arcoba 
s; Campylobacter 
ref|NR_025905.1 

3869930 387139 
mpylobacterales; 
ref |NR_029182.1 
1 Helicobacter 
acteraceae; Heli 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Sulfurospirillum 
Sulfurospirillum 

Campylobacteraceae; 


Campylobacter lanienae 
obacter lanienae 

aceae; Campylobacter. 
Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Sulfurospirillum 
4 3138514 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 
elicobacteraceae; 


Helicobacter felis 


felis Bacteria; 


cobacter. 

Arcobacter 

cter nitrofigilis 
aceae; Arcobacter. 
Arcobacter 

1 Arcobacter 
Campylobacteraceae; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 


ref|NR_029058.1 


Petrotoga mexicana 


450666 452169 Petrotoga mexicana Bacteria; 


339226 Bacteria_16S 614625 614569 51 105 
strain SL24 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
339226 Bacteria_16S 1128347 1128307 78 118 gi 


pametensis strain B9A Seymour 16S ribosomal RNA, partia 


gi| 265678642 
613678 61515 


ref 


253680771 
1 sequence 


ref 


RR 


127427 11289 


NR_028947.1 


NR_028019.1 
0 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Helicobacter 
7 Helicobacter 


pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

339226 Bacteria_16S 1335616 1335560 51 105 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 
strain SJ95 16S ribosomal RNA, partial sequence 1334683 1336155 Petrotoga mobilis SJ95 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

339226 Bacteria_16S 1813514 1813458 51 105 gi|219878327|ref|NR_025466.1| Petrotoga sibirica 
strain SL25 16S ribosomal RNA, partial sequence 1812567 1814048 Petrotoga sibirica Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

339226 Bacteria_16S 1935237 1935197 78 118 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
strain CHO0O1A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
339226 Bacteria_16S 2292931 2292891 78 118 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

339226 Bacteria_16S 2332164 2332124 78 118 gi|219857508|ref|NR_025096.1| Helicobacter 
canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

339226 Bacteria_16S 2526100 2526060 78 118 gi|219857360|ref|NR_024948.1| Campylobacter 
hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 


Campylobacter hyointestinalis subsp. la 
Campylobacterales; Campylobacteraceae; Campylobacter. 

339226 Bacteria_16S 2563626 2563586 78 118 gi 
mesocricetorum strain MU97-1514 16S ribosomal RNA, part 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteob 
Helicobacter. 
339226 Bacteria_16S 2708167 2708127 78 118 gi 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial 


219857335 
ial sequen 
acteria; C 


ref 


219857183 
sequence 


ref 


thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylob 
Hydrogenimonas. 

339226 Bacteria_16S 3159402 3159362 78 118 gi| 219846816 |ref 
arcachonense strain FIF6 16S ribosomal RNA, partial sequence 3 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylo 
Sulfurospirillum. 

339226 Bacteria_16S 3697783 3697743 78 118 gi| 219846438 |ref 


strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 36983 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacte 
339226 Bacteria_16S 3802537 3802497 78 118 gi| 219846361 |ref 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 38030 


acte 
ref 


s; Helicob 
219846357 
ence 38076 
obacterale 
219846351 
38169 


Proteobacteria; Epsilonproteobacteria; Campylobacterale 
339226 Bacteria_16S 3808589 3808549 78 118 gi 
helveticus strain D5248 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
339226 Bacteria_16S 3817874 3817834 78 118 gi 
strain ATCC 29543 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterale 
339226 Bacteria_16S 3819397 3819357 78 118 gi| 219846350 
strain 165 16S ribosomal RNA, partial sequence 3818485 38199 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
339226 Bacteria_16S 3822459 3822419 78 118 gi| 219846348 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 38230 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
339226 Bacteria_16S 4226386 4226330 51 105 gi|219846051 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 42268 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
342952 Bacteria_16S 1160538 1160661 1 124 gi| 228721485 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 11591 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococ 
342952 Bacteria_16S 3790893 3791010 1 118 gi| 219846370 
strain PG8 16S ribosomal RNA, partial sequence 3789540 37910 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 
342952 Bacteria_16S 4107683 4107800 1 118 gi| 219846148 |ref 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 41078 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 


s; C 
ref 


S; H 
ref 


acte 
ref 


acte 
ref 


; Ae 
ref 


cace 
ref 


ce 2562731 25641 
ampy 


2707242 27086 


158497 315992 


95 Helicobacter 


88 3809126 Campy 


54 3818434 Wolin 


57 Helicobacter 


20 Helicobacter 


66 1160688 Desul 


15 Acholeplasma 


18 Acholeplasma 


NR_024923.1 
5 
lobacterales 
NR_024811.1 
6 


acterales; H 


NR_026408.1 
bacterales; 
NR_026029.1 


raceae; Heli 
NR_025952.1 


raceae; Heli 
NR_025948.1 
Ai 
ampylobacter 
NR_025942.1 
e 
elicobactera 
NR_025941.1 


raceae; Heli 
NR_025939.1 


raceae; Heli 
NR_025641.1 


quorivita. 
NR_027608.1 
£ 
ae; Desulfot 
NR_025961.1 


eplasma. 
NR_025738.1 


eplasma. 


342952 Bacteria_16S 1780481 1780604 1 124 gi|219878350|ref 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paeni 


wsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


, 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Sulfurospirillum 
9 Sulfurospirillum 


Campylobacteraceae; 


Helicobacter trogontum 


08 Helicobacter trogontum Bacteria; 


cobacter. 
Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 

Campylobacter 

obacter helveticus 
aceae; Campylobacter. 
Wolinella succinogenes 
lla succinogenes 

ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Acholeplasma laidlawii 


laidlawii Bacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


NR_025489.1 


bacillus. 


Paenibacillus 


1779107 1780619 Paenibacillus 


342952 Bacteria_16S 
strain DSM 3132 1 


1885733 1885855 1 


124 


gi 


219878276 


6S ribosomal RNA, partial sequence 1884339 18858 


ref 


NR_025415.1 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

342952 Bacteria_16S 802688 802808 1 121 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

342952 Bacteria_16S 2528037 2528160 1 124 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

342952 Bacteria_16S 3155146 31552701 124 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

342952 Bacteria_16S 1245298 1245421 1 124 gi|219857537|ref|NR_025125.1| Desulfitobacterium 


metallireducens s 
metallireducens B 
342952 Bacteria_16S 
hafniense strain 
DCB-2 Bacteria; F 
342952 Bacteria_16S 
strain S-743 16S 
Tenericutes; Moll 


342952 Bacteria_16S 333047 333169 1 124 gi|265678839|ref|NR_029144.1 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Ther 
Moorella group; Moorella. 

342952 Bacteria_16S 940006 940129 1 124 gi| 265678419 |ref|NR_028721.1 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 94015 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

342952 Bacteria_16S 1435955 1436078 1 124 gi|224581431|ref|NR_027213.1 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

342952 Bacteria_16S 1693781 1693904 1 124 gi|219878412|ref|NR_025551.1 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 169391 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Des 
342952 Bacteria_16S 1801596 1801719 1 124 gi|219878335|ref|NR_025474.1 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

342952 Bacteria_16S 1882577 1882700 1 124 gi| 219878278 |ref|NR_025417.1 


strain DSM 2875 1 
Firmicutes; Clostridia; 
342952 Bacteria_16S 
strain DSM 5090 1 
Firmicutes; Clostridia; 
342952 Bacteria_16S 


acteria; 


irmicutes; 


Firmicutes; 
1342071 13421941 


Clostridia; 
781181 781298 1 


1884153 1884276 1 


2048567 2048690 1 


124 


118 


ribosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


124 


124 


train 853-15 16S ribosomal RNA, partia 


Clostridia; Clost 


gi 


DCB-2 16S ribosomal RNA, partial seque 
Clostridiales; 


gi 


ridiales; 
228721140 
nce 13406 


265678525 


779845 78130 


gi 


gi 


strain KK19 16S r 
Firmicutes; Bacil 


342952 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


342952 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


342952 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
2226145 2226268 1 124 gi 
in AM141 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
2227706 2227829 1 124 gi 
AM49 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2388669 2388791 1 124 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 


342952 Bacteria_16S 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 
consettensis strain IFO 14913 16S ribosomal RNA, partia 
consettensis Bacteria; Actinobacteria; Actinobacteridae 


2800003 2800126 1 124 


2801526 2801649 1 


2803047 28031701 


2807612 2807735 1 


124 


124 


124 


Micromonosporaceae; Actinoplanes. 


342952 Bacteria_16S 


2809134 2 


809257 1 124 


gi 


gi 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


Sporomusa 
219878277 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


Sporomusa 
219878160 


2047168 20487 


219857582 
quence 
illaceae; 
219857581 
nce 22263 
nibacillus 
219857468 
nce 23873 
s; Thermoa 
219857117 
001 
omonospori 
219857116 
016 
omonospori 
219857115 
031 
omonospori 
219857112 
1 sequence 
, 


219857111 


campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


1 sequence 


Peptococca 


Pept 
ref 


ceae 
ref 


ref 


ref 


1243915 12454 


74 1342203 Desul 


7 Acholeplasma 


2 
ococcaceae; 
NR_027603.1 

£ 
; Desulfitob 
NR_028829.1 


eplasma. 


NR_025416.1 


NR_025299.1 


8 Desulfitobacterium 
Desulfitobacterium. 
Desulfitobacterium 
itobacterium hafniense 
acterium. 
Acholeplasma axanthum 


axanthum Bacteria; 


Moorella 
333194 Moorella 
moanaerobacteraceae; 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Paenibacillus 
acillus antarcticus 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Paenibacillus 
acillus stellifer 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Paenibacillus borealis 


07 Paenibacillus 


ref|NR_025170.1 

2224766 222627 
Paenibacillus. 
ref|NR_025169.1 
29 2227839 Paenib 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 


ref 


v 


borealis Bacteria; 


Paenibacillus 


8 Paenibacillus 


Paenibacillus 


acillus kribbensis 


Thermoanaerobacter 


anaerobacter yonseiensis 
Thermoanaerobacter. 


Actinomyceta 


Actinoplanes lobatus 
36 Actinoplanes lobatus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024740.1| Actinoplanes 

2806275 2807745 Actinoplanes 
les; Micromonosporineae; 


NR_024745.1 


ref |NR_024739.1| Actinoplanes 
2807796 2809267 Actinoplanes 


342952 Bacteria_16S 4079034 4079157 1 
phenolicus strain LR7.2 16S ribosomal RNA, 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridia 
342952 Bacteria_16S 51279 51403 1 125 gi 
alaskensis strain All 16S ribosomal RNA, complete seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
342952 Bacteria_16S 1632787 1632906 1 118 gi 
inopinata strain 143-02 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichal 
342952 Bacteria_16S 1855087 1855208 1 124 gi| 219878298 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial seque 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcace 
342952 Bacteria_16S 2406867 2406991 1 125 gi| 219857456 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
342952 Bacteria_16S 3034512 3034634 1 125 gi| 219846900 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; C 
342952 Bacteria_16S 3241704 3241828 1 125 gi| 219846760 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 32418 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrac 
342952 Bacteria_16S 3244814 3244938 1 125 gi| 219846758 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; De 
Desulfonatronovibrio. 
342952 Bacteria_16S 
DSM 10228 16S rib 


124 gi 
complete seq 


219846167 
uence 

les; Pepto 
265679030 
nce 49907 
ibrionales 
219878455 
ence 16314 
es; Erysip 


ref|NR_025757.1 
4077655 407918 
coccaceae; Crypt 
ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 
ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref |NR_025437.1| Globicatella 
nce 1853726 1855215 Globicatella 
ae; Globicatella. 
ref|NR_025044.1 
2405537 240701 
idiaceae; Cal 
NR_026492.1 
4 
ridiaceae; C 
NR_026352.1 
33 Thermobrachium 
hium. 
ref|NR_026350.1 
3243444 324494 
sulfovibrionales 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 

Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Erysipelothrix 
elothrix inopinata 
rysipelothrix. 


Caloramator 
6 Caloramator 
oramator. 

Clostridium 
4 Clostridium 
lostridium. 
Thermobrachium celere 
celere Bacteria; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


’ 


3265768 3265892 1 
osomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
342952 Bacteria_16S 3314407 33145311 125 gi|219846711 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulfovibrio. 
342952 Bacteria_16S 


125 gi|219846744 


3264433 32658 


ref |NR_026336.1| Clostridium vincentii 

96 Clostridium vincentii Bacteria; 

m. 

ref |NR_026303.1 
3313036 331453 

fovibrionales; D 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


549892 550013 1 124 
strain TMAO3 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa 
342952 Bacteria_16S 1064073 1064196 1 124 gi| 265678335 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae 
342952 Bacteria_16S 1778931 1779053 1 124 gi|219878351 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
342952 Bacteria_16S 1880998 1881119 1 124 gi| 219878279 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veill 
342952 Bacteria_16S 3048274 3048396 1 124 gi| 219846890 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcacea 
342952 Bacteria_16S 31737 31857 1 124 gi| 265679043 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 


gi| 265678686 
548509 55004 


ref|NR_028991.1| Sporomusa aerivorans 
4 Sporomusa aerivorans Bacteria; 
ref |NR_028637.1 
1062699 106423 
; Alicyclobacill 
ref |NR_025490.1 
1777548 177905 
Paenibacillus. 
ref|NR_025418.1 
1879598 188113 
onellaceae; Prop 
ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref|NR_029351.1| Facklamia sourekii 
Facklamia sourekii Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Paenibacillus 
6 Paenibacillus 


Propionispora 
1 Propionispora 
ionispora. 
Facklamia 
3 Facklamia 


342952 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; 


Mycobacteriaceae; 


342952 Bacteria_16S 
la 

Thermoanerobacter brockii subsp. 
Thermoanaerobacte 
342952 Bacteria_16S 


brockii subsp. 


thiosulfatigenes 
thiosulfatigenes 


342952 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


342952 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


342952 Bacteria_16S 


Clost 
342952 Bacteria_16S 
elephantis strain 
elephantis Bacter 


258605 258721 1 118 gi 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; Thermoa 
2053241 2053364 1 124 gi 
DSM 44368 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Mycobacterium. 

1506958 1507080 1 124 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
rales; Thermoanaerobacteraceae; Thermo 
3028406 3028527 1 124 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3552453 3552577 1 125 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
994011 994134 1 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1220986 1221109 1 124 gi 


Clostridiaceae; 
124 gi 


Ac 


tr 


ce 


na 


se 


quence 


so 


an 


ia 


265678890 
complete sequence 257219 25873 
erobacte 
219878157 


tinomyce 


219846365 
mal RNA, 
Bacteria; 
aerobact 
219846905 
1 sequen 
idiales; 
219846542 
3551089 35526 
Caloramato 
265678382 
99261 
phomonadac 
219878362 


ref|NR_029198.1 
raceae; Moorella 
ref|NR_025296.1 

2051875 205339 
tales; Corynebac 


ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref |NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026134.1 
Ds 
ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 


1 


ref|NR_025501.1 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Mycobacterium 
Mycobacterium 


terineae; 


Thermoanerobacter 


e 1505601 1507107 
Clostridia; 


Desulfonispora 


2 Desulfonispora 


Desulfonispora. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Syntrophomonas 


phomonas sapovorans 
nas. 


Allofustis seminis 


strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 


Firmicutes; Lacto 


bacillales; 


Carnobacteriaceae; Allofustis. 


342952 Bacteria_16S 2040738 2040860 1 124 gi 
paucivorans strain 2992-95 16S ribosomal RNA, partial s 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aero 
342952 Bacteria_16S 2707064 2707185 1 124 gi 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial s 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacilla 
342952 Bacteria_16S 2786594 2786717 1 124 gi 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, part 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicy 
342952 Bacteria_16S 3722296 3722419 1 124 gi 
hassiacum strain 3849 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
342952 Bacteria_16S 4086732 4086855 1 124 
strain GB8-1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadac 
342952 Bacteria_16S 55926 56028 101 gi 
strain J1-31B-1 1 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
342952 Bacteria_16S 905998 906116 1 118 gi 
siderophilus strain SR4 16S ribosomal RNA, partial sequ 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoan 
Thermoanaerobacter. 

342952 Bacteria_16S 3654205 3654324 1 124 gi 
halophilum strain SEBR 3139 16S ribosomal RNA, partial 

halophilum Bacteria; Firmicutes; Clostridia; Clostridia 


gi 


1 


6S ribosomal RNA, partial sequence 54638 


219878168 
equence 

coccaceae; 
219857184 
equence 

les Family 
219857126 
ial sequen 
clobacilla 
219846420 
ce 37209 


ales; Cory 


219846162 


4085324 40868 


eae; Syntr 
265679027 
56028 
elotrichac 
265678441 
ence 90455 
aerobacter 


219846469 
sequence 
les; Pepto 


342952 Bacteria_16S 3883715 3883837 1 124 gi 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; Thermoanaerobacteraceae; 
342952 Bacteria_16S 320501 320616 1 118 
strain J233 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
342952 Bacteria_16S 986134 986249 1 
strain FC 097-2 16S ribosomal RNA, 
Tenericutes; Moll 
342952 Bacteria_16S 2464579 2464703 1 125 gi 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostrid 
342952 Bacteria_16S 2531088 2531212 1 125 gi 
strain DSM 12272 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
342952 Bacteria_16S 839269 839392 1 124 gi 
strain AC 615 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
342952 Bacteria_16S 2071530 2071647 1 120 gi 
xylanilyticus strain XE 16S ribosomal RNA, complete seq 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paeniba 
342952 Bacteria_16S 2326629 2326750 1 124 gi 
stercorarium subsp. leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 
Clostridiaceae; Clostridium. 
342952 Bacteria_16S 2553212 2553335 1 124 gi 
albus strain JL 83 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptacidiphilus. 
342952 Bacteria_16S 2723549 2723670 1 124 gi 
pomorum strain 3A 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
342952 Bacteria_16S 2941915 2942037 1 124 gi 
aurantiacum strain YU438-5 16S ribosomal RNA, partial s 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Virgisporangium. 
342952 Bacteria_16S 3247809 3247930 1 124 gi 
aeronauticum strain DSM 10349 16S ribosomal RNA, partia 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostrid 
342952 Bacteria_16S 3929647 3929770 1 124 gi 
strain RL-34 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


Thermo 
gi 


118 gi 


finnii Bacteria; 


219846307 
artial seq 


anaerobact 
265678847 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678387 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


219857407 
sequence 
iales; Clo 
219857357 


16S ribosomal RNA, partial sequence 2529733 25312 


Clostridiu 
265678487 


837961 83941 


ptosporang 
219878143 
uence 
cillaceae; 
219857512 
ribosomal 


219857342 
25518 
ales; Stre 
219857173 
27221 
Alicycloba 
219856829 
equence 

Actinomyc 


219846756 
1 sequence 
iales; Pep 
219846275 


3928271 39298 


ptomycinea 


342952 Bacteria_16S 4072910 4073033 1 124 gi 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 


219846171 
sequence 


Firmicutes; 


NR_025307.1 
2039358 204086 
osicoccus. 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 
ref|NR_025752.1 
monas. 
NR_029335.1 


opho: 
ref 


eae; Holdemania. 
ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


, 


ref|NR_026061.1 
3652827 365435 
coccaceae; Desul 
ref|NR_025897.1 
uence 388233 


er. 
ref|NR_029152.1 
0 Acholeplasma 
eplasma. 
ref |NR_028689.1 
5 Acholeplasma 
eplasma. 
ref|NR_024995.1 
2463226 246471 
stridiaceae; Clo 
ref|NR_024945.1 


m. 
ref |NR_028790.1 
ineae; Streptosp 
ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref|NR_025100.1 
RNA, partial seq 


ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024648.1 

2940579 294204 
etales; Micromon 


ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_025865.1 
00 Streptomyces 
e; Streptomyceta 


Clostridia; 


Dolosicoccus 
7 Dolosicoccus 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 

Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Holdemania filiformis 


Holdemania filiformis Bacteria; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Thermoanaerobacter 
8 3883860 


Acholeplasma palmae 


palmae Bacteria; 


Acholeplasma vituli 


vituli Bacteria; 


Clostridium 
2 Clostridium 
stridium. 
Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Thermobacillus 
8 Thermobacillus 


Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Alicyclobacillus 
lobacillus pomorum 


Virgisporangium 
7 Virgisporangium 
osporineae; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 


ref|NR_025761.1 
4071551 407304 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


342952 Bacteria_1 


strain ID131577 1 
Actinobacteria; 


Firmicutes; 


R 
342952 Bacteria_1 
strain BG29 16S r 
Clost 
342952 Bacteria_1 
capillaceus strai 
capillaceus Bacte 
Micromonosporacea 
342952 Bacteria_1 
auranticolor stra 


6S 568243 568325 1 83 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
6S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
ubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

6S 2338516 2338637 1 124 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
ibosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

6S 2891851 2891933 1 83 gi|219856862|ref|NR_024681.1| Actinoplanes 

n K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

e; Actinoplanes. 

6S 3713292 37133741 83 gi|219846428|ref|NR_026019.1| Actinoplanes 

in 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 

342952 Bacteria_16S 186602 186717 1 118 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

342952 Bacteria_16S 851241 851357 1 118 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

342952 Bacteria_16S 2340065 2340187 1 125 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
342952 Bacteria_16S 3235618 3235743 1 124 gi|219846764|ref|NR_026356.1| Thermosyntropha 
lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 

342952 Bacteria_16S 198738 198861 1 125 gi| 265678931 |ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 364544 364668 1 125 gi|265678812|ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
342952 Bacteria_16S 1314461 1314581 1 124 gi| 228718892 |ref|NR_027577.1| Thermoanaerobacter 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


342952 Bacteria_16S 


strain RT4. Bl 16 


rales; Thermoanaerobacteraceae; Thermoanaerobacter. 
3880568 3880691 1 125 gi|219846309|ref|NR_025899.1 
S ribosomal RNA, complete sequence 3879197 38807 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

342952 Bacteria_16S 526998 527121 1 124 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

342952 Bacteria_16S 773428 773551 1 124 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

342952 Bacteria_16S 846930 847053 1 124 gi|265678482|ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 1943219 1943340 1 124 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

342952 Bacteria_16S 2033029 2033152 1 124 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

342952 Bacteria_16S 2050132 2050253 1 124 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

342952 Bacteria_16S 2255121 2255242 1 124 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

342952 Bacteria_16S 2432766 2432887 1 124 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

342952 Bacteria_16S 2554773 2554896 1 124 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

342952 Bacteria_16S 2567142 2567263 1 124 gi|219857290|ref|NR_024921.1| Anaeromusa 


acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 


342952 Bacteria_16S 2697872 2697995 1 124 gi 
voinovskiensis strain TH13 16S ribosomal RNA, partial s 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; 
342952 Bacteria_16S 2804568 2804691 1 124 gi| 219857114 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 3334192 33342751 83 gi|219846696 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 3448802 3448925 1 124 gi 
subrutilus strain DSM 40445 16S ribosomal RNA, complete 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

3582688 3582809 1 124 gi 


342952 Bacteria_16S 
stercorarium subsp. thermolacticum strain TX41 16S ribo 


219857190 
equence 


219846611 
sequence 
Ac 


219846521 
somal RNA, 


Ano 


omonospori 


omonospori 


tinomyce 


NR_024818.1 


NR_024742.1 
01 Actinoplanes 
neae; Micromono 
ref|NR_026288.1 
00 Actinoplanes 
neae; Micromono 
ref |NR_026203.1 

3447437 34489 
tales; 


ref 
par 


NR_026113.1 


0 


s 
s 
5 


Streptomy 


tial sequenc 


Anoxybacillus 
1 Anoxybacillus 


Actinoplanes digitatis 

digitatis Bacteria; 

poraceae; Actinoplanes. 

Actinoplanes regularis 

regularis Bacteria; 

poraceae; Actinoplanes. 
Streptomyces 

2 Streptomyces 

cineae; 


Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; Clostridium. 

342952 Bacteria_16S 3830532 3830654 1 124 
ATCC 35205 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Helioba 
342952 Bacteria_16S 393449 393569 1 123 gi| 265678793 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
342952 Bacteria_16S 654488 654603 1 118 gi| 265678614 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 65316 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
342952 Bacteria_16S 863528 863643 1 118 gi| 265678470 
strain W1219 16S ribosomal RNA, partial sequence 862181 86365 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
342952 Bacteria_16S 799566 799681 1 118 gi| 265678513 
strain MOL361 16S ribosomal RNA, partial sequence 798207 79971 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
342952 Bacteria_16S 1207546 1207661 1 118 gi| 228715354 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 12061 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; 
342952 Bacteria_16S 3550918 3551035 1 118 gi| 219846543 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial seque 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; C 
342952 Bacteria_16S 334575 334696 1 124 gi| 265678838 
strain ATCC 51131 16S ribosomal RNA, partial sequence 33324 


gi| 219846342 
3829173 38306 


ref|NR_025932.1 


ium. 
NR_029098.1 


cter 
ref 


ibacillus. 
NR_028919.1 


Paen 
ref 


Calo 
ref|NR_028773.1 
9 Bulleidia ext 
eae; Bulleidia. 
ref |NR_028816.1 
4 Turicibacter 
eae; Turicibact 
ref|NR_027526.1 
79 1207663 Caten 
Erysipelotricha 
ref |NR_026135.1 
nce 35495 
lostridiaceae; 

ref |NR_029143.1 
5 334704 Mycob 


392074 393575 


3 654605 Calora 
ranaerobacte 


e 


i 
c 


7 
Cc 


a 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Paenibacillus 
Paenibacillus 


Caloranaerobacter 
naerobacter azorensis 
om 

Bulleidia extructa 
ructa Bacteria; 


Turicibacter sanguinis 
sanguinis Bacteria; 

a 

Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Clostridium 

2 3551038 Clostridium 
lostridium. 
Mycobacterium celatum 
cterium celatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

342952 Bacteria_16S 919964 920085 1 124 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

342952 Bacteria_16S 1042725 1042849 1 124 gi|265678350|ref|NR_028652.1| Nocardia araoensis 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
342952 Bacteria_16S 1091021 10911371 117 gi| 265678316 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Streptosporangiaceae; Nonomuraea. 

342952 Bacteria_16S 2100487 2100611 1 124 gi 
aquiterrae strain GW-9 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardioides. 
342952 Bacteria_16S 2174708 2174832 1 124 gi 
aetherivorans strain 10bc312 16S ribosomal RNA, partial 
aetherivorans Bacteria; Actinobacteria; Actinobacterida 
Nocardiaceae; Rhodococcus. 

342952 Bacteria_16S 2328153 2328277 1 124 gi|219857511 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
342952 Bacteria_16S 2570121 2570245 1 125 gi| 219857288 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Cl 
342952 Bacteria_16S 2574811 2574933 1 125 gi| 219857285 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulf 
Desulfovibrio. 


219878122 
nce 20991 
ales; Prop 


219857619 
sequence 
e; Actinom 


, 


eae; Nocardiace 
ref |NR_028618.1 

1089685 10911 
ycetales; Strep 


ref|NR_025261.1 
38 2100621 Nocar 
ionibacterineae 


’ 


ref|NR_025208.1 
2173451 21748 
ycetales; Coryn 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacter 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; C 
ref|NR_024916.1 

2573428 257495 
ovibrionales; D 


342952 Bacteria_16S 2796960 2797084 1 124 gi| 219857119 


ref|NR_024747.1 


3 
t 


d 


5 
2. 


i 


1 


e 


83 Nocardia araoensis Bacteria; 
a 


e; Nocardia. 
Nonomuraea 
7 Nonomuraea 
osporangineae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Clostridium 
8 Clostridium 
ostridium. 
Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Actinoplanes 


rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 


rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Actinoplanes. 

342952 Bacteria_16S 2806090 2806214 1 
derwentensis strain IFO 14935 16S ribosomal RNA, partia 
derwentensis Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Actinoplanes. 

342952 Bacteria_16S 3036038 3036162 1 
strain DS1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
342952 Bacteria_16S 3152047 31521711 
intestinalis strain KMS2 16S ribosomal RNA, partial seq 
intestinalis Bacteria; Proteobacteria; 
Desulfovibrio. 

342952 Bacteria_16S 
mathranii strain A3 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; 
342952 Bacteria_16S 3303853 3303974 1 
strain DSM 5351 16S ribosomal RNA, 
Firmicutes; Bacillales; 


3174935 3175057 1 


Salinicoccus. 


3034695 30361 


complete sequence 3302462 33040 


04 Salinicoccus 


124 gi|219857113|ref|NR_024741.1| Actinoplanes 
1 sequence 2804752 2806224 Actinoplanes 
; Actinomycetales; Micromonosporineae; 
125 gi|219846899|ref|NR_026491.1]| Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridiaceae; Clostridium. 
125 gi|219846821|ref|NR_026413.1| Desulfovibrio 
uence 3150676 3152184 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
124 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
3173565 3175071 Thermoanaerobacter mathranii 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
124 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 


roseus Bacteria; 


342952 Bacteria_16S 3474797 3474921 1 124 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 
strain : DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
342952 Bacteria_16S 4106160 4106284 1 124 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 


strain MB 1871 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Paenibacillaceae; 
342952 Bacteria_16S 4116673 4116797 1 124 
strain W4937 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
342952 Bacteria_16S 4231286 4231399 1 116 gi 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16 


gi 


4104804 41063 
Paenibacillus. 


219846140 


4115405 41168 
bacterin 


ne 
219846048 


S ribosoma 


11 Paenibacillus 


ref|NR_025730.1 


Nocardiacea 
NR_025638.1 
A, partial s 


eae; 
ref 
1 RN 


lactis Bacteria; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Peptococcaceae; Desulfotomaculum. 

342952 Bacteria_16S 433593 433714 1 124 gi 
favisporus strain GMP01 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
342952 Bacteria_16S 453617 453740 1 124 gi 
strain R 16089 16S ribosomal RNA, 


265678766 
ence 43219 
nibacillus 
265678752 


complete sequence 452220 45376 


ref|NR_029071.1 
6 433742 Paenib 


ref|NR_029057.1 


Paenibacillus 
acillus favisporus 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Firmicutes; Bacillales; Macrococcus. 

342952 Bacteria_16S 714719 714842 1 124 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

342952 Bacteria_16S 899831 899952 1 124 gi| 265678445 |ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

342952 Bacteria_16S 1574869 1574992 1 124 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 


strain MK27-91F2 


16S ribosomal RNA, partial sequence 1573526 15750 


00 Umezawaea tangerina Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 
342952 Bacteria_16S 1690668 1690791 1 124 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

342952 Bacteria_16S 1728874 1728997 1 124 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
342952 Bacteria_16S 2115716 2115839 1 124 gi|219857658|ref|NR_025247.1| Planococcus maritimus 


strain TF-9 16S r 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 


2114343 21158 


49 Planococcus maritimus Bacteria; 


342952 Bacteria_16S 2267524 2267647 1 124 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

342952 Bacteria_16S 2644001 26441211 124 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

342952 Bacteria_16S 2657531 2657653 1 124 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

342952 Bacteria_16S 2843913 2844032 1 120 gi|219856895|ref|NR_024714.1| Kitasatospora 


cineracea strain SK-3255 16S ribosomal RNA, 


cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


; Kitasatospora. 


complete sequence 


2842551 2844065 Kitasatospora 
Streptomycineae; 


342952 Bacteria_16S 3002812 3002933 1 124 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
342952 Bacteria_16S 3323539 3323660 1 124 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 
342952 Bacteria_16S 3344773 3344896 1 124 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
342952 Bacteria_16S 3493076 3493199 1 124 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
342952 Bacteria_16S 3882142 3882263 1 124 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 


342952 Bacteria_16S 4225250 4225373 1 124 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

342952 Bacteria_16S 502691 502807 1 119 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 3031444 3031559 1 118 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

342952 Bacteria_16S 30163 30285 1 125 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 958650 958767 1 118 gi|265678406|ref|NR_028708.1| Geobacillus 


caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
342952 Bacteria_16S 3529365 3529487 1 125 gi|219846557|ref|NR_026149.1] Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
342952 Bacteria_16S 3734090 3734171 1 82 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
342952 Bacteria_16S 11710 11833 1 125 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

342952 Bacteria_16S 116576 116700 1 124 gi| 265678985 |ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
342952 Bacteria_16S 399465 399589 1 124 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 


342952 Bacteria_16S 415126 415248 1 125 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 479435 479559 1 124 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 


brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
342952 Bacteria_16S 581690 581814 1 124 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
342952 Bacteria_16S 618166 618290 1 124 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
342952 Bacteria_16S 713160 713281 1 124 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


342952 Bacteria_16S 
naphthalenovorans 
naphthalenovorans Bacteria; Firmicutes; 
342952 Bacteria_16S 1039678 1039802 1 
strain IFM 10035 


798004 798126 1 124 


gi 
Bacillales; 


124 gi 


342952 Bacteria_16S 1041187 10413111 124 


strain IFM 0784 1 


gi 


342952 Bacteria_16S 
strain YZ-96 16S 


1045841 1045965 1 124 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


342952 Bacteria_16S 
strain IMMIB R-14 


1148457 1148581 1 124 


gi 


342952 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; Mycobacterium. 
342952 Bacteria_16S 1266234 1266356 1 
16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
342952 Bacteria_16S 
paranensis strain 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 
342952 Bacteria_16S 1558397 1558518 1 
terrestris strain 
terrestris Bacter 
Streptomycetaceae; Kitasatospora. 
342952 Bacteria_16S 1727335 1727459 1 
rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; Mycobacterium. 
342952 Bacteria_16S 1731923 1732047 1 
moriokaense strai 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

342952 Bacteria_16S 2022586 2022710 1 125 gi 
strain ATCC 15257 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobac 
342952 Bacteria_16S 2135395 2135516 1 124 gi 
strain ATCC 19422 16S ribosomal RNA, partial sequence 
Bacteria; Actinob 
Mycobacterium; Mycobacterium tuberculosis complex. 
342952 Bacteria_16S 2384081 2384205 1 124 
strain IMMIB D-15 


1236199 1236323 1 124 


gi 
125 gi 


Clostridium. 
124 gi 


Clostridiaceae; 
1556903 1557024 1 


124 gi 


ia; Actinobacteria; Actinobacteridae; 
124 gi 


124 gi 


gi 


342952 Bacteria_16S 2422368 2422492 1 124 gi 
pyridinivorans strain PDB9 16S ribosomal RNA, partial s 
pyridinivorans Ba 
Nocardiaceae; Rhodococcus. 

342952 Bacteria_16S 2497645 2497769 1 124 
strain DNP505 16S ribosomal RNA, partial sequence 


gi 


342952 Bacteria_16S 2987495 2987619 1 124 gi 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, p 
wratislaviensis Bacteria; Actinobacteria; Actinobacteri 
Nocardiaceae; Rhodococcus. 

342952 Bacteria_16S 2999675 2999798 1 124 gi 
flavithermus strain DSM 2641 16S ribosomal RNA, partial 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillac 
342952 Bacteria_16S 3037561 3037685 1 125 gi 
sartagoforme strain DSM 1292 16S ribosomal RNA, partial 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostrid 
342952 Bacteria_16S 3322018 3322142 1 124 gi 
strain DSM 44140 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
342952 Bacteria_16S 3473262 3473386 1 124 gi 
strain DSM 43205 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


strain PR-Nl 16S ribosomal RNA, parti 
Pae 


34 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


HKI 0190 16S ribosomal RNA, partial s 
Ac 


HKI 0186 16S ribosomal RNA, partial seq 


Ac 


DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


eq 


n DSM 44221 16S ribosomal RNA, partial 


te 


acteria; Actinobacteridae; Actinomycetal 


92 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


eq 


cteria; Actinobacteria; Actinobacteridae 


2496307 24977 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


ar 
da 


ea 


ia 


16S ribosomal RNA, partial sequence 3320684 33221 
ne 


16S ribosomal RNA, partial sequence 3471913 34733 
ne 


265678514 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678348 


1044481 10459 
nebacterin 


253680758 


219878254 
ar 
ridae; 


219846539 


219846194 
equence 


219846193 
uence 


219878390 
uence 
inomycet 


219878387 
sequence 
Actinomyc 


219878181 
20212 
rales; C 
219857645 
21340 
es; Cory 
219857471 
23827 
bacterin 
219857445 
uence 

Actino: 


219857385 


bacterin 
219846932 
tial seq 
e; Actin 


219846924 
sequence 
e; Anoxy. 
219846898 
sequence 
les; Clo 
219846705 


bacterin 
219846594 


bacterin 
219846481 


342952 Bacteria_16S 3637356 3637480 1 124 gi 
strain ATCC 43910 16S ribosomal RNA, partial sequence 


al sequenc 
nibacillac 


nebacterin 


nebacterin 


11471 
nebacterin 


tial seq 
Act 


tinomyce 


tinomyce 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 


ref 
uenc 


ref 


ref 


tale 


ref 


tale 


ref 


ales 


ref 


etal 


ref 


aulo 
ref 


neba 


ref 


eae; 
ref 


myce 
ref 
eae; 
ref 
uenc 
omyc 


ref 


baci 
ref 


stri 
ref 


eae; 
ref 


ref 


e 796606 79815 


15 1148603 Nocar 


inomycetales; C 


1555586 15570 


1557082 15585 


1725987 17274 


1730570 17320 


81 2022719 Caulo 


40 2135523 Mycob 


52 2384208 Nocar 


2421026 24225 


e 
etales; 


2998293 29998 


3036217 30376 
diaceae; 


NR_028817.1 


Paenibacil 
NR_028654.1 


Nocardiace 
NR_028653.1 


Nocardiace 
NR_028650.1 


Nocardiace 
NR_028006.1 


Nocardiace 
NR_025393.1 
e 123486 
° 


NR_026131.1 


NR_025784.1 
3 


Ss; 


NR_025783.1 
2 
s; Streptomy 
NR_025529.1 
7 
t 


; Corynebac 


NR_025526.1 
6 
es; Coryneba 
NR_025320.1 

b 
bacteraceae; 
NR_025234.1 
a 
cterineae; M 
NR_025059.1 
d 
Nocardiacea 
NR_025033.1 
0 
n 


tales; Cory 


NR_024973.1 


Nocardiacea 
NR_026524.1 
298615 
Cory 


NR_026516.1 
1 
llus. 
NR_026490.1 
8 
Clo 
NR_026297.1 


Gordoniacea 
NR_026186.1 


Nocardiacea 


6 
1 


d 
a 


e; 


Paenibacillus 
Paenibacillus 

us. 

Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 
a 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
a 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 
a 


e; Nocardia. 
Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


Kitasatospora 
1 Kitasatospora 


Streptomycineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Rhodococcus 

2 Rhodococcus 
ebacterineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Rhodococcus 
6 2987629 Rhodococcus 


nebacterineae; 


Anoxybacillus 
6 Anoxybacillus 


Clostridium 

6 Clostridium 
stridium. 
Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 
e; 


Gordonia. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
eae; 


Rhodococcus. 


NR_026073.1 


Mycobacterium duvalii 


3636002 3637503 Mycobacterium duvalii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


342952 Bacteria_16S 3918602 3918726 1 124 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 

342952 Bacteria_16S 4039796 4039920 1 124 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

342952 Bacteria_16S 4209980 4210101 1 124 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

342952 Bacteria_16S 24039 24160 1 124 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 376497 376618 1 124 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

342952 Bacteria_16S 378065 378188 1 124 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


XILO1 16S ribosomal RNA, 


Actinobacteridae; 


boenickei strain 


Bacteria; Actinob 


Mycobacterium. 


342952 Bacteria_16S 
strain J72 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
342952 Bacteria_16S 


succinus subsp. s 


strain LK2-10 16S 


Micromonospora. 


342952 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


342952 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


342952 Bacteria_16S 
n AA459 16S ribosomal RNA, partial seq 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


342952 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


342952 Bacteria_16S 


necropolis strain 
necropolis Bacter 


342952 Bacteria_16S 


strain IMSNU 2200 


complete sequence 


436706 436828 1 124 gi 
ain F18-98 16S ribosomal RNA, partial 


; Kitasatospora. 


480984 481106 1 124 


gi 


790336 790458 1 124 
bosomal RNA, partial sequence 


gi 


1019783 1019906 1 124 


gi 


1031990 1032112 1 124 


gi 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1048910 1049032 1 124 

ribosomal RNA, partial sequence 


gi 


1081851 1081974 1 124 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1285707 1285830 1 124 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1452714 1452836 1 124 gi 


gi 


ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1790958 1791080 1 124 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1804729 1804851 1 124 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; 
1867293 18674151 124 gi 
4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


342952 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


342952 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


2034550 2034672 1 124 gi 
ATCC 19420 16S ribosomal RNA, partial 


Mycobacterium. 

2399243 2399366 1 124 gi 

SW28 16S ribosomal RNA, partial seque 

tes; Bacillales; Planococcaceae; Sporo 

2591761 2591882 1 124 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 


teria; Actinobacteria; Actinobacterida 


789013 79048 


uccinus strain AMG-D1 16S ribosomal RN. 

Staphylococcus succinus subsp. 
342952 Bacteria_16S 
auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
342952 Bacteria_16S 


succinus Bacteria; 


n TT1-11 16S ribosomal RNA, partial se 


1047573 10490 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


1080469 10819 


Bacillacea 


a; Actinobacteria; Actinobacteridae; Act 


obacteriac 
265678764 
sequence 


265678731 
nce 47962 
ales; 


265678519 


nebacterin 
265678365 
A, complet 


265678357 
quence 
Actinomyc 


265678346 
omonospori 


265678322 


219846054 
sequence 
icoccus. 
224581419 
uence 
Actinomyc 


219878342 
sequence 
ae; Virgib 
219878333 
sequence 
e; Virgiba 
219878290 
18659 
omonospori 
219878172 
sequence 

inomycet 


219857461 
nce 23978 
sarcina. 


Cory 


376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Micr 
342952 Bacteria_16S 
putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 
342952 Bacteria_16S 
W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


eae; 
ref 


ref 


ref 
eae; 


ref 


ref 


ref 


ref 


ref 


ref 


etal 


ref 


acil 
ref 


cill 
ref 


neae 
ref 


ales 


ref 


219857274 


ref 


435340 43687 
e; Actinomycet 


3 481120 Mycob 
neba 


e se 
Firmicutes; 


1030633 10321 
etal 


1284334 12858 


1451367 14528 


1789570 17910 


1803341 18048 


35 1867442 Asano 


2033216 20347 


69 2399376 Sporo 


ulmi Bacte 
Agromyces. 
NR_029069.1 
1 
ales; Strep 
NR_029036.1 
cterineae; 
NR_028823.1 


Gordoniacea 
NR_028667.1 
quence 
Bacillales; 
NR_028659.1 
1 
n 


es; Micromo 


NR_028648.1 


; Micromonos 


NR_028624.1 


NR_025644.1 
4 


NR_027200.1 
4 
es; Micromon 
NR_025481.1 
8 
lus. 
NR_025472.1 
6 
us. 
NR_025429.1 

a 
; Micromonos 
NR_025311.1 
0 
E 


; Corynebac 


NR_025049.1 
s 


r 


he 


a 
M 


ia; Actinobacteria; 


Kitasatospora 
Kitasatospora 
omycineae; 


Mycobacterium 
cterium boenickei 


ycobacteriaceae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Staphylococcus 
1018386 1019933 

Staphylococcus. 
Micromonospora 

4 Micromonospora 

osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 
neae 


poraceae; 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Micromonospora 
3 Micromonospora 
osporineae; 


Virgibacillus 
7 Virgibacillus 


Virgibacillus 
2 Virgibacillus 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Mycobacterium 

2 Mycobacterium 

erineae; 


Sporosarcina 
arcina aquimarina 


NR_024905.1 


Enterococcus cecorum 


2590379 2591887 Enterococcus cecorum Bacteria; 


cus. 


342952 Bacteria_16S 
strain SEBR 4211 
Firmicutes; Clostridia; 
342952 Bacteria_16S 
halotolerans stra 
Bacteria; Firmicutes; 
342952 Bacteria_16S 
minutisporangium 


2616434 2616557 1 


Clostridiales; 
2628719 2628841 1 


Bacillales; 
2798481 2798604 1 


124 


124 


124 


gi 


gi 


in NN 16S ribosomal RNA, partial seque 


Bacillaceae; Gracilib 


gi 


strain IFO 15962 16S ribosomal RNA, pa 


219857255 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fa 


mily XII. 
219857246 
nce 
acillus. 

219857118 
rt 


26273 


ial sequ 


ref |NR_024886.1 
Incertae Sedis; 
ref |NR_024876.1 
22 2628862 Graci 


ref 
ence 


NR_024746.1 
27971 


1 


4 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Gracilibacillus 
ibacillus halotolerans 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 
342952 Bacteria_16S 
ochraceum strain 
ochraceum Bacteri 
Micromonosporaceae; Virgisporangium. 

342952 Bacteria_16S 2985973 2986095 1 
strain 10.268-1 1 


2943431 2943553 1 


342952 Bacteria_16S 
strain DSM 3670 1 
Firmicutes; Bacil 


3001247 30013701 


lales; Bacillaceae; 


124 


124 


124 


osporangiaceae; Cryptosporangium. 


gi 


YU655-43 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


gi 


gi 


219856828 
quence 


219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 
219846923 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


inomycet 


bacterin 


ref |NR_024647.1 
2942098 29435 
ales; Micromono 


v 


ref|NR_026525.1 


Nocardiace 
NR_026515.1 


eae; 
ref 


6 
s 


Virgisporangium 
3 Virgisporangium 
porineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
a 


e; Nocardia. 
Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


342952 Bacteria_16S 3122008 3122129 1 124 gi|219846841|ref|NR_026433.1]| Ammoniphilus 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 3120644 3122140 Ammoniphilus 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
342952 Bacteria_16S 3123555 3123676 1 124 gi|219846840|ref|NR_026432.1]| Ammoniphilus 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

342952 Bacteria_16S 3142989 31431111 124 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

342952 Bacteria_16S 3231002 3231123 1 124 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 


strain DSM 10022 
Firmicutes; Clostridia; 
342952 Bacteria_16S 

DSM 803 16S ribos 


Clostridiales; 
3341727 3341849 1 


Micromonospora. 
342952 Bacteria_16S 
strain R91/1468 1 
Firmicutes; Lacto 
342952 Bacteria_16S 
strain 50-1 BON 1 


3601255 3601377 1 


4077456 4077577 1 


omal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


124 


124 


124 


Firmicutes; Clostridia; Thermoanaerobacterales; 
Mahella. 
342952 Bacteria_16S 4193495 4193616 1 124 


strain ATCC 29799 
Bacteria; Bacteroidetes; 
342952 Bacteria_16S 
gansuensis strain 
gansuensis Bacter 
Streptomycetaceae; Kitasatospora. 
342952 Bacteria_16S 2819677 2819759 1 
venezuelensis str 
venezuelensis Bac 
Streptosporangiaceae; 
342952 Bacteria_16S 
libanotica strain 
libanotica Bacter 
Thermomonosporaceae; 
342952 Bacteria_16S 
novocastrense str 
novocastrense Bac 
Mycobacteriaceae; Mycobacterium. 
342952 Bacteria_16S 1510074 1510199 1 
paracasei subsp. 
paracasei subsp. 
342952 Bacteria_16S 
strain SH1 16S ri 
Firmicutes; Clostridia; 
342952 Bacteria_16S 
strain CVL 16S ri 
Proteobacteria; D 
342952 Bacteria_16S 


Bacteroidia; 
1559891 1559973 1 


Planomonospora. 
3731172 37312541 


Actinocorallia. 
243487 243611 1 


1707591 1707715 1 


Clostridiales; 
2614861 2614983 1 


2818166 2818281 1 


cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 


ain 73 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 


83 


83 


83 


124 


125 


125 


bosomal RNA, partial sequence 


125 


bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


118 


gi 


gi 


gi 


Thermoa 


gi 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


gi 


HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 


gi 


ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


gi 


IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


gi 


complete seq 


gi 


paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 


gi 


1706248 17077 


Clostridiaceae; ostridiu 


gi 


2613469 26150 
Desulfov 


gi 


Ba 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fa 


mily XI. 
219846690 


3340376 3341852 Micro 
omonospori 


219846506 


6S ribosomal RNA, partial sequence 3599877 36013 
bacillales; Carnobacteriaceae; Dolosig 


ranulum. 
219846168 


6S ribosomal RNA, partial sequence 4076074 40776 
erobacte 


na 
219846080 


ct 
219846192 
equence 

Ac 


219856911 
1 
e; 


219846414 
sequence 


265678900 
uence 


219846290 
A, 
acillales; 
219878403 


cl 
219857256 


v 


219856912 


I 


41921 
eroidace 


tinomyce 


sequence 


Actinomycet 


Actinomyce 


e; Actinomycet 


partial 


30 Peptoniphilus 
ncertae Sedis; 
ref |NR_026282.1 
monospora rosari 
neae; Micromonos 


, 


ref|NR_026098.1 


ref|NR_025758.1 


rales Family IV. 
ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides. 
ref |NR_025782.1 

1558576 156000 
tales; Streptomy 


ref|NR_024732.1 
2818334 281977 
ales; Strept 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


ref|NR_029208.1 
242123 243639 
ales; Coryne 


ref 
seq 
Lac 

ref 


NR_025880.1 
uence 150868 
tobacillacea 
NR_025542.1 


m. 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 


P 


ivorii Bacteria; 
eptoniphilus. 
Micromonospora rosaria 
a Bacteria; 

poraceae; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Bacteroides capillosus 
oides capillosus 


Kitasatospora 
4 Kitasatospora 
cineae; 


Planomonospora 
7 Planomonospora 
osporangineae; 


Actinocorallia 
2 Actinocorallia 
orangineae; 


Mycobacterium 
Mycobacterium 
bacterineae; 


Lactobacillus 

4 1510205 Lactobacillus 
e; Lactobacillus. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 


ref |NR_024733.1 
2816799 281828 


Coprobacillus 
3 Coprobacillus 


cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 


Coprobacillus. 


342952 Bacteria_16S 22494 22616 1 124 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

342952 Bacteria_16S 40573 40695 1 124 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

342952 Bacteria_16S 212818 212942 1 125 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 405679 405803 1 124 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 


strain A288 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 

342952 Bacteria_16S 545267 545391 1 124 
IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 778090 778214 1 124 gi 
paraffinivorans strain HD321 16S ribosomal RNA, partial 


gi 


paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Gordoniaceae; Gordonia. 
342952 Bacteria_16S 918399 918523 1 124 
strain IEGM 16S ribosomal RNA, partial sequence 


gi 


342952 Bacteria_16S 933841 933963 1 125 
salivarius strain HO 66 16S ribosomal RNA, 
salivarius Bacteria; Firmicutes; Lactobacillales; 


342952 Bacteria_16S 1183306 1183427 1 124 


gi 


gi 


404351 405830 Actinomadura 
Streptosporangineae; 


265678689 

543951 545424 Nocardia puris Bacteria; 
Corynebacterineae; 
265678528 
sequence 
Actinomycetales; 


265678433 
917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
265678423 
complete sequence 
Lactobacillaceae; Lactobacillus 
228717350 


stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 


stercorihominis DSM 17244 Bacteria; Firmicutes; 
342952 Bacteria_16S 1351337 13514611 124 
DSM 43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
342952 Bacteria_16S 1357338 1357460 1 125 gi 


gi 


Clostridia; 


es; 


cellulovorans strain 743B 16S ribosomal RNA, partial sequence 


cellulovorans 743B Bacteria; Firmicutes; 
342952 Bacteria_16S 1422015 1422139 1 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 

342952 Bacteria_16S 1810855 1810979 1 124 
strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
342952 Bacteria_16S 1958425 1958549 1 124 gi 
strain CF-25 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
342952 Bacteria_16S 2419289 2419411 1 125 gi 
strain DSM5578 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 

342952 Bacteria_16S 2420844 2420966 1 125 
strain IH25 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 

342952 Bacteria_16S 2431225 2431346 1 124 gi 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequ 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridi 
342952 Bacteria_16S 2449547 24496711 124 gi 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partia 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Ca 
342952 Bacteria_16S 2607113 2607235 1 125 gi 
burkinensis strain HDv 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovib 


Clostridia; 


124 gi 


gi 


gi 


Clostridiales; Clostridiaceae; 
224581444 
strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219878329 
1809512 1810989 Gordonia westfalica Bacteria; 
bacterineae; 
219878223 
1957067 1958565 Arthrobacter luteolus Bacteria; 
occineae; 
219857447 
2417916 2419420 Leuconostoc gelidum Bacteria; 


219857446 
2419471 2420975 Leuconostoc kimchii Bacteria; 


219857437 


ence 
ales; 


Clostridiales; 
228720546 
1349993 1351464 Gordonia bronchialis DSM 43247 
Corynebacterineae; Gordoniaceae; 
228720131 


meyerae Bacteria; 
Thermomonosporaceae; 
ref 


NR_028994.1| Nocardia puris strain 


Nocardiaceae; Nocardia. 
ref |NR_028832.1| Gordonia 
776745 778221 Gordonia 


Corynebacterineae; 


ref|NR_028735.1| Gordonia amicalis 
Gordonia. 
Lactobacillus 


Lactobacillus 


Gordoniaceae; 
ref|NR_028725.1 
932436 934005 


NR_027562.1| Anaerofustis 

181973 1183434 Anaerofustis 
Eubacteriaceae; Anaerofustis. 
NR_027594.1| Gordonia bronchialis 


ref 


R 


ref 


Gordonia. 
ref|NR_027589.1| Clostridium 

1356004 1357489 Clostridium 
Clostridium. 
ref|NR_027226.1] Arthrobacter 
1420664 1422164 Arthrobacter 


ref|NR_025468.1| Gordonia westfalica 
Gordonia. 


Arthrobacter luteolus 


Gordoniaceae; 
ref |NR_025362.1 
Arthrobacter. 

Leuconostoc gelidum 


Micrococcaceae; 
ref|NR_025035.1 


ref|NR_025034.1| Leuconostoc kimchii 


ref|NR_025025.1| Papillibacter 
2429869 2431359 Papillibacter 


Ruminococcaceae; Papillibacter. 
219857420 
1 sequence 2448175 2449681 Alkalibacterium 
rnobacteriaceae; 
219857264 
e 2605722 2607261 Desulfovibrio burkinensis 
rionales; Desulfovibrionaceae; 


ref|NR_025008.1| Alkalibacterium 
Alkalibacterium. 
ref|NR_024895.1| Desulfovibrio 


Desulfovibrio. 


342952 Bacteria_16S 2681627 2681751 1 124 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

342952 Bacteria_16S 3287003 3287125 1 125 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 3476320 3476444 1 124 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


342952 Bacteria_16S 3477846 3477970 1 124 gi 


bacterineae; 
219846591 


Nocardiaceae; Rhodococcus. 
NR_026183.1| Rhodococcus 


ref 


marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 


marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Rhodococcus. 
4063841 4063962 1 


Nocardiaceae; 
342952 Bacteria_16S 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 


342952 Bacteria_16S 74095 74218 1 


Pseudonocardia. 
93445 93566 


Pseudonocardiaceae; 


342952 Bacteria_16S 1 


ferrireducens strain PAL-1 16S ribosomal RNA, 
Deferribacteres; 


ferrireducens Bacteria; 
342952 Bacteria_16S 
strain R 16086 16S ribosomal RNA, 
Firmicutes; Bacillales; Macrococcus. 
342952 Bacteria_16S 470248 470362 1 


455216 455338 1 


124 


124 


gi 
compl 


gi 
asaccharolytica strain 580 16S ribosomal RNA, partial s 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; 


219846177 


265679015 
equence 


ete sequence 4062487 406399 
Actinomycetales; 


Actinomycetales; 


ref|NR_025767.1 


ref|NR_029323.1 
72731 74244 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Pseudonocardia 
Pseudonocardia 


Pseudonocardineae; 


124 gi|265679001|ref|NR_029309.1| Geovibrio 

complete sequence 92051 93594 Geovibrio 
Deferribacterales; Deferribacteraceae; Geovibrio. 

124 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 


complete sequence 453819 45536 


116 


strain A10 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
342952 Bacteria_16S 625573 625695 1 
strain E846 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; 


342952 Bacteria_16S 
strain WoG13 16S 
Firmicutes; Clostridia; 
342952 Bacteria_16S 


666642 666729 1 


Clostridiales; 
765783 765904 1 


jalaludinii strain M9 16S ribosomal RNA, 


Bacteria; Firmicutes; 
342952 Bacteria_16S 


Clostridia; 
913689 913812 1 


Lechevalieria. 
1139387 11395101 


Actinosynnemataceae; 
342952 Bacteria_16S 


Actinobacteridae; 


342952 Bacteria_16S 1165121 1165242 1 


124 
sequence 


88 


ribosomal RNA, partial sequence 


124 


124 


124 


124 


DSM 20544 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
342952 Bacteria_16S 


Clostridia; 
1237748 12378711 


Bacteria; Firmicutes; 
342952 Bacteria_16S 


Clostridia; 
1255717 1255838 1 


limnophilus strain DSM 6472 16S ribosomal RNA, partial 


limnophilus Bacteria; 
342952 Bacteria_16S 


Firmicutes; 
1287264 1287386 1 


halotolerans strain YKJ-101 16S ribosomal RNA, partial 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 
gi 
1299363 13008 


342952 Bacteria_16S 
strain LM 161 16S 


1300723 1300845 1 
ribosomal RNA, 


342952 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 

342952 Bacteria_16S 1479948 1480070 1 
subsp. 
subsp. sciuri Bacteria; 
342952 Bacteria_16S 


1454247 1454369 1 


Firmicutes; 
1522004 1522126 1 


Nocardiaceae; Nocardia. 


342952 Bacteria_16S 1532716 1532834 1 


Micromonosporaceae; Micromonospora. 
342952 Bacteria_16S 1576395 1576518 1 
strain JCM 9114 1 


342952 Bacteria_16S 1577916 1578037 1 


Bacillales; 


sciuri strain DSM 20345 16S ribosomal RNA, 
Bacillales; 


124 


Clostridiales; Lachnospiraceae; 
124 gi|219857194 
sequence 
Paenibacillaceae; B 
124 gi| 219846053 
sequence 


124 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
gi 
strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Act 


124 


124 


124 


120 


124 


124 


gi 
468944 47039 
Streptosporangineae; 
gi 
624219 62572 
Corynebacterineae; 
gi 
665236 66673 
Syntrophomonadaceae; 
gi 
complete sequence 
Clostridiales; Veillonellaceae; 
gi 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, p 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; 


gi 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 
gi 
1163739 11652 
Clostridiales; Veillonellaceae; 
gi 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 12363 


gi 
complete sequen 
Staphylococcus. 
gi 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 


gi 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, parti 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


gi 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


gi 


265678738 


265678635 


265678605 


Pelos 


265678536 
76438 


265678436 


253680764 


228720667 


219878251 


219846779 


224581418 


219878381 


219857610 
1 sequen 


219857427 
al seque 
Actinom 


219856867 


artial sequenc 
Actinomycetales; 


Actinomycetales; 


ref|NR_029043.1 


ref |NR_028940.1 
5 Mycobacterium 
ref |NR_028910.1 


pora. 
ref|NR_028840.1 

Mit 
ref 


suokella. 
NR_028738.1 
e 912332 


ref 
onia 
eae; 
ref 


NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_027596.1 


Mitsuokella. 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref |NR_025643.1 

1285891 128739 
ref |NR_026371.1 
ineae; Nocardioi 
ref|NR_027199.1 

1452894 145438 
inomycetales; Mi 


ref|NR_025520.1 
ce 1478573 148010 


ref|NR_025199.1 
ce 1520665 152215 
Coryn 


ref 
nce 
ycetales; 


NR_025015.1 
153135 
Microm 
ref |NR_024686.1 


eae; 


219846510 


6 Macrococcus hajekii Bacteria; 


Actinomadura latina 


5 Actinomadura latina Bacteria; 
Thermomonosporaceae; 


Mycobacterium palustre 
palustre Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Mitsuokella 


5 765927 Mitsuokella jalaludinii 


Lechevalieria 
913840 Lechevalieria 


Pseudonocardineae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Brevibacillus 

5 Brevibacillus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Arthrobacter 
1 Arthrobacter 
crococcineae; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Nocardia 
6 Nocardia 
ebacterineae; 


Micromonospora 
9 1532864 Micromonospora 


onosporineae; 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
Actinosynnemataceae; 


Lentzea. 


ref|NR_026102.1 


Clostridium 


papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 


2782 Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


Clostridiaceae; 


Clostridium 


342952 Bacteria_16S 


1587105 1587226 1 


124 


LMG 22167 16S ribosomal RNA, partial sequence 


Bacillales; 
342952 Bacteria_16S 


Bacillaceae; 


Bacillus. 
1759478 1759600 1 


124 


strain SPR2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


342952 Bacteria_16S 


1871831 1871954 1 


124 


strain 3S-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
342952 Bacteria_16S 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 20518 
Clostridiales; Veillonellaceae; 


Firmicutes; 
342952 Bacteria_16S 


Bacillales; 


Clostridia; 


Bacillaceae; 
2051693 2051814 1 


2435807 2435928 1 


Geobacillus. 


124 


124 


gi| 219878487 |ref 
1585730 1587233 B 


219878366|ref 


gi 


NR_025626.1 
acillus humi 


NR_025505.1 


Bacillus humi strain 
Bacteria; Firmicutes; 


Gordonia sihwensis 


1758120 1759618 Gordonia sihwensis Bacteria; 


219878287 |ref 


gi 


NR_025426.1 


Gordoniaceae; 


Gordonia. 
Geobacillus vulcani 


1870444 1871975 Geobacillus vulcani Bacteria; 


219878158 |ref 


gi 
Anaerosinus. 


gi| 219857431 |ref 


peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2 


peptidivorans Bacteria; 


342952 Bacteria_16S 
berrensis strain 
Bacteria; Firmicutes; 
342952 Bacteria_16S 

erythreum strain 


Nocardioidaceae; 
342952 Bacteria_16S 
strain ATCC 39419 


Kribbella. 
342952 Bacteria_16S 
strain AM31D 16S 
Firmicutes; 
342952 Bacteria_16S 


strain MK703-102F1 16S ribosomal RNA, partial sequence 


Bacillales; 


Firmicutes; 
2508372 2508495 1 


Clostridia; 
2659055 2659177 1 


2660575 2660697 1 


2726642 2726765 1 


Bacillaceae; 
2834811 2834933 1 


Clostridia; 


124 


CTT3 16S ribosomal RNA, partial sequence 
Clostridiales; 


124 


124 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


124 


ribosomal RNA, partial sequence 
Bacillus. 


124 


Clostridiales; 
gi| 219857372 |ref 
Clostridiaceae; 


gi| 219857218 |ref 


NRRL B-3381 16S ribosomal RNA, partial sequence 2 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Aeromicrobium. 


219857217|ref 


gi 


219857170|ref 


gi 


2659238 2660707 Kribb 
Propionibacterineae; 


NR_025297.1 


NR_025019.1 


NR_024960.1 


NR_024846.1 


NR_024845.1 


NR_024798.1 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Clostridium 


434473 2435953 Clostridium 
Clostridiaceae; Clostridium. 


Thermohalobacter 


2507000 2508520 Thermohalobacter berrensis 
Thermohalobacter. 


Aeromicrobium 


657714 2659187 Aeromicrobium 
Propionibacterineae; 


Kribbella sandramycini 


ella sandramycini 


Nocardioidaceae; 


Bacillus krulwichiae 


2725265 2726771 Bacillus krulwichiae Bacteria; 


219856901 |ref 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


342952 Bacteria_16S 


gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 


3103923 3104045 1 


Micromonosporaceae; Verrucosispora. 


342952 Bacteria_16S 


griseocarneus strain DSM 40004 16S ribosomal RNA, 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
342952 Bacteria_16S 


vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 


vinaceum Bacteria; 


3237171 3237293 1 


3325073 3325195 1 


Micromonosporaceae; Dactylosporangium. 


342952 Bacteria_16S 
fulvum strain DSM 


Dactylosporangium. 
342952 Bacteria_16S 
strain DSM 43040 


342952 Bacteria_16S 


aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonospora. 
342952 Bacteria_16S 
termitidis strain 


Desulfovibrio. 
342952 Bacteria_16S 
strain DSM 44015 


342952 Bacteria_16S 
strain DSM 20138 


342952 Bacteria_16S 
histidinolovorans 
histidinolovorans 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3329640 3329762 1 


3331169 3331291 1 


3346301 3346423 1 


3379963 3380085 1 


3381491 3381613 1 


3404157 3404279 1 


3405687 3405809 1 


Micrococcaceae; Arthrobacter. 


342952 Bacteria_16S 


3407214 3407336 1 


124 


124 


124 


124 


124 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


124 


125 


DSM 5308 16S ribosomal RNA, partial sequence 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; 


124 


complete sequence 


124 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


124 


124 


219846853 |ref 


gi 


Ww 


219846763 |ref 


gi 


219846702 |ref 


gi 


219846699 |ref 


gi 


43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactyl 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846698 |ref 


gi 


219846687 |ref 


gi 


219846663|ref 


gi 


219846662 |ref 


gi 


219846643 |ref 


gi 


219846642 |ref 


gi 


strain DSM 20115 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; 


219846641 |ref 


gi 


2833466 2834941 Nocar 


Actinomycetales; 


complete sequence 3235806 323732 
Actinomycetales; 


3323723 332519 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonosporineae; 


3344950 3346425 Micro 
Micromonosporineae; 


3378593 338009 
Desulfovibrionales; 


3380149 3381618 Gordon 
Corynebacterineae; G 
85 Arthrobacter 


Micrococcaceae 


Actinomycetales; Mi 


NR_024722.1 


NR_026445.1 
102586 310404 


NR_026355.1 


NR_026294.1 


NR_026291.1 


NR_026290.1 


Micromonos 
NR_026279.1 


NR_026255.1 
Des 


NR_026254.1 


NR_026235.1 


NR_026234.1 
e 340433 


Nocardia vinacea 


dia vinacea Bacteria; 
Nocardiaceae; 


Nocardia. 
Verrucosispora 
7 Verrucosispora 


Micromonosporineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Dactylosporangium 
8 Dactylosporangium 


Micromonosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


NR_026233.1 


Arthrobacter aurescens 


strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


342952 Bacteria_ 
bohemicum strain 


bohemicum Bacteri 


Mycobacteriaceae; 
342952 Bacteria_ 


strain DSAl1 16S r 


Bacteria; 


strain I-132 16S 


strain I-273 16S 


strain JCM 9373 1 


Planomonospora. 


342952 Bacteria_16S 


strain JCM 3166 1 


Planobispora. 


342952 Bacteria_16S 


strain CM-01 16S 


Firmicutes; 
342952 Bacteria_16S 
strain 2502 16S r 


16S 


Mycobacterium. 
16S 


ae; Actinomadura. 


Clostridia; 


ia; Firmicutes; 


Micromonosporaceae; Actinoplanes. 


342952 Bacteria_16S 


strain IFO 14097 


strain IFO 14345 


3664949 3665071 1 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Actinomycet 


4112227 4112349 1 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
342952 Bacteria_16S 
chrysopicola stra 
chrysopicola Bacteria; 
342952 Bacteria_16S 

nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 
342952 Bacteria_16S 
wiegelii strain R 


4158310 4158431 1 
in DF-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
4219143 42192651 
in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


105850 105931 1 
t8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 
226489 226571 1 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
342952 Bacteria_16S 
ferriphilum strai 
Bacteria; Nitrosp 
342952 Bacteria_16S 


796429 796551 1 
n P3a 16S ribosomal RNA, partial sequence 
irae; Nitrospirales; Nitrospiraceae; L 
1115194 1115276 1 
ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 1116720 1116802 1 
ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 2754839 2754921 1 
6S ribosomal RNA, partial sequence 2753496 27549 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2821170 2821252 1 
6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2896391 2896473 1 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
342952 Bacteria_16S 
halophilus strain 
halophilus Bacter 
342952 Bacteria_16S 
philippinensis st 
philippinensis Ba 


3361765 3361882 1 
DSM 20408 16S ribosomal RNA, partial 


3714753 3714835 1 
rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacteridae; 


3737014 3737096 1 
16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 3739940 3740022 1 


16S ribosomal RNA, partial sequence 3738628 37400 


124 gi 


124 gi 


124 gi 


124 gi 


83 gi 


83 gi 
123 gi 
83 gi 
83 gi 


83 gi 


83 gi 


83 gi 


83 gi 


83 gi 


Entomop 


Kine 


Stre 


Stre 


219846462 
equence 


219846144 


4110861 41123 
ionibacter 


219846109 


219846062 


265678993 

10448 

S; 
265678912 


225125 22658 
nebacterineae; 


265678515 
79504 


265678299 


1113840 11153 
osporiineae; 


265678298 


1115364 11168 
Kine 


219857150 


219856910 


219856859 


2895048 28964 


219846410 


Streptosporang 


219846408 


lasmatales; 


Actinomyceta 


Thermoanaerobacteraceae; 


eptospiril 


osporiineae; 


ptosporang 


ptosporang 


Actinomycetales; 


ref|NR_026054.1| Mycobacterium 
3663577 3665092 Mycobacterium 
ales; Corynebacterineae; 


ref|NR_025734.1| Kribbella solani 
76 Kribbella solani Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_025699.1| Spiroplasma 
4156944 4158458 Spiroplasma 
Spiroplasmataceae; Spiroplasma. 
ref|NR_025652.1| Actinomadura 

4217823 4219291 Actinomadura 
les; Streptosporangineae; 


ref|NR_029301.1 
6 105949 Thermo 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 

Leptospirillum 
pirillum ferriphilum 


ref |NR_029220.1 
1 Mycobacterium 
Mycobacteri 
ref |NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_028600.1| Kineosporia rhamnosa 
13 Kineosporia rhamnosa Bacteria; 
Kineosporiaceae; Kineosporia. 
ref|NR_028599.1| Kineosporia succinea 
39 Kineosporia succinea Bacteria; 
Kineosporiaceae; Kineosporia. 
ref|NR_024778.1] Planomonospora alba 
39 Planomonospora alba Bacteria; 
ineae; Streptosporangiaceae; 


ref |NR_024731.1 
70 Planobispora 
ineae; Streptos 


Planobispora rosea 
rosea Bacteria; 
porangiaceae; 


ref|NR_024678.1| Mycetocola saprophilus 
91 Mycetocola saprophilus Bacteria; 


occineae; Microbacteriaceae; Mycetocola. 
118 gi|219846676|ref|NR_026268.1| Marinococcus 
sequence 3360383 3361902 Marinococcus 
Bacillales; Bacillaceae; Marinococcus. 
83 gi|219846427|ref|NR_026018.1| Actinoplanes 
equence 3713443 3714853 Actinoplanes 


Micromonosporineae; 


ref|NR_026001.1| Nonomuraea spiralis 

14 Nonomuraea spiralis Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025999.1| Nonomuraea polychroma 
40 Nonomuraea polychroma Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
342952 Bacteria_16S 4173620 4173745 1 124 gi|219846098|ref|NR_025688.1]| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

342952 Bacteria_16S 154544 154664 1 124 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

342952 Bacteria_16S 27202. 727317. 1 118 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

342952 Bacteria_16S 1918895 1919017 1 125 gi| 219878249 |ref|NR_025388.1| Pediococcus inopinatus 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

342952 Bacteria_16S 1944814 1944936 1 125 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 2039179 2039300 1 124 gi| 219878169 |ref|NR_025308.1| Virgibacillus proomii 


strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


342952 Bacteria_16S 


strain SJS0289-JS 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
342952 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 


Nocardioidaceae; 


342952 Bacteria_16S 


strain DSM 40089 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


342952 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


342952 Bacteria_16S 
train B316 16S ribosomal RNA, complete 
Clost 


proteoclasticum s 
proteoclasticum B 


342952 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


342952 Bacteria_16S 


strain IFM 10084 
hamburgensis stra 
Bacteria; Proteob 


magneticus strain 
Bacteria; Proteob 


strain DSM 5901 1 


2907024 29071411 118 gi 
1 16S ribosomal RNA, partial sequence 


3013300 3013423 1 124 


gi 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 


3485348 3485472 1 124 


gi 


104308 104432 1 124 


gi 


166849 166971 1 125 gi 
ridia; Clostridiales; 
272058 272180 1 


Clostridiaceae; 
125 gi 


acteria; Firmicutes; 
644017 644077 1 
RNA, partial sequence 
ridiales; Veillonellaceae; 
1044285 1044408 1 
16S ribosomal RNA, 


Clostridia; 
61 gi 
Sporomusa. 

124 gi 


1366187 1366310 1 125 gi 


1369369 1369491 1 
RS-1 16S ribosomal RNA, 


125 gi 


1648021 1648143 1 125 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


342952 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


342952 Bacteria_16S 


strain ATCC 927 1 


1649518 1649640 1 125 gi 
ia; Rhodospirillales; Acetobacteraceae 
2165587 2165708 1 124 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


342952 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


342952 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


342952 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


342952 Bacteria_16S 


strain IFO 16295 


carboxydohydrogen 
carboxydohydrogen 


342952 Bacteria_16S 


strain IFO 16068 


2261299 2261425 1 124 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

2306878 2307002 1 124 

in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

2466181 2466305 1 
16S ribosomal RNA, 
tes; Lactobacillales; 
2771407 2771530 1 


, 


gi 


125 gi 
complete sequence 


124 gi 


2860977 2861100 1 125 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2955516 2955640 1 124 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


342952 Bacteria_16S 


thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 


342952 Bacteria_16S 


strain HKI 0136 1 
Actinobacteria; A 


342952 Bacteria_16S 


2981390 2981516 1 124 gi 
rain R10 16S ribosomal RNA, partial se 


; Streptomyces. 


3040609 3040733 1 124 


gi 


ctinobacteridae; Actinomycetales; Cory 
3199428 3199550 1 125 gi 


n BC361 16S ribosomal RNA, partial seq 


Stre 


21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
342952 Bacteria_16S 
complete sequ 
acteria; Deltaproteobacteria; Desulfov 
342952 Bacteria_16S 


compl 


Lactobacillaceae; 


cteria; Actinobacteria; Actinobacterid 


219856852 


219846915 
uence 


219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 


265678994 
10297 
ales; 


265678952 


6S ribosomal RNA, partial sequence 165488 16699 
Clostridiu 


265678879 
sequence 
ridiales; 

265678622 


642624 644123 Sporo 


265678349 


partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
342952 Bacteria_16S 


228719040 
ence 13648 
les; 
228718692 
ence 13679 


219878444 


6S ribosomal RNA, partial sequence 1646706 16481 
etobacte 


Ac 
219878443 


somal RNA, partial sequence 1648203 1649649 Stell 


; Stella. 
219857625 


6S ribosomal RNA, partial sequence 2164214 21657 
bacterin 


ne 
219857559 
ia 
te 


219857525 


’ 


219857406 
24647 
; Lactobac 
219857137 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
342952 Bacteria_16S 


ne 
219856884 
ar 
obacteria; 
219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
bacterin 


ne 
219846936 
quence 

ae 


, 


219846896 


6S ribosomal RNA, partial sequence 3039256 30407 


nebacterin 
219846789 


29056 
nebacterin 


Actinomyc 


ptomycinea 


Cory 


nebacterin 


Brady 


ibrionales 


1 sequen 
ridae; Actin 


ete sequ 
Actinomy 


bacterin 


tial seq 


Actino: 


ref 


eae; 
ref 


etal 
ref 


e; S 
ref 


neba 
ref 


m. 
ref 


Lach 
ref 
musa 


ref 


eae; 
ref 


rhiz 
ref 


7 De 
ref 


race 
ref 
a hu 


ref 


eae; 
ref 


ref 
ence 
ceta 


ref 


illu 
ref 


eae; 
ref 
uenc 
Rhi 
ref 


eae; 
ref 


myce 
ref 


eae; 
ref 


66 2907143 Willi 


3011945 30134 


99 Streptomyces 


6 104435 Tsuka 


270671 27218 


67 1366328 Nitro 


77 1369516 Desul 


35 Mycobacterium 


ce 2259931 22614 


63 2466330 Lacto 


2980041 29815 


NR_024671.1 
a 
Williamsiac 
NR_026507.1 
4 
es; Propioni 
NR_026178.1 


treptomyceta 
NR_029302.1 


cterineae; T 


NR_029260.1 


NR_029185.1 
9 
nospiraceae; 


NR_028927.1 
ovata Bacte 


NR_028651.1 


Nocardiacea 
NR_027578.1 
b 
obiaceae; Ni 
NR_027575.1 
£ 
sulfovibrion 
NR_025583.1 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


NR_025214.1 


Mycobacteri 
NR_025147.1 
5 
omycetales; 


NR_025113.1 

230551 
les; Coryneb 
NR_024994.1 
b 
Ss. 
NR_024765.1 


Nocardiacea 
NR_024703.1 
e 285967 
zobiales; Br 
NR_024639.1 


Gordoniacea 
NR_026528.1 
2 


tales; Pp 


Stre 
NR_026488.1 


Gordoniacea 
NR_026381.1 


Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Marmoricola 

1 Marmoricola 

bacterineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 


Clostridium 
Clostridium 
Butyrivibrio. 

Sporomusa ovata strain 
ria; Firmicutes; 


Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nitrobacter 

acter hamburgensis X14 

trobacter. 

Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Streptomyces 
2 Streptomyces 
Streptomycineae; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Lactobacillus mucosae 
acillus mucosae 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 

Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Streptomyces 

6 Streptomyces 

tomycineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 


Magnetospirillum 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 


342952 Bacteria_1 


africanus strain 


africanus Bacteri 


Desulfovibrio. 


342952 Bacteria_1 


coerulea DSM 4314 


Bacteria; Actinob 


Micromonospora. 


342952 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
342952 Bacteria_16S 


strain Pasteur II 
Firmicutes; 
Firmicutes; 


G33 16S ribosomal 
Actinobacteridae; 


342952 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


342952 Bacteria_16S 
castelarensis str 


castelarensis Bac 


Streptomycetaceae 
342952 Bacteria_16S 


nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 


342952 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain B22P3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 


cangkringensis st 
cangkringensis Ba 


342952 Bacteria_16S 
s strain NRRL B-12234 16S ribosomal RN 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


342952 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


342952 Bacteria_16S 


strain Y9 16S rib 


Clost 
342952 Bacteria_16S 
strain 2585 16S r 
Clost 
342952 Bacteria_16S 


ibosomal RNA, complete sequence 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
599610 599732 1 124 
ribosomal RNA, partial sequence 


gi 


Stre 
601140 601262 1 124 gi 
rain D13P3 16S ribosomal RNA, partial 


Streptomyces. 
657463 657585 1 


’ 


124 gi 
s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 

916840 916961 1 124 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
964750 964872 1 124 gi 
osomal RNA, partial sequence 


v 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


342952 Bacteria_16S 


strain LM 036 16S 


1440588 14407101 124 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


342952 Bacteria_16S 


strain CCM 132 16 


1461664 1461786 1 124 
S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


342952 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


342952 Bacteria_16S 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 


1538783 1538905 1 124 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 


1583995 1584117 1 124 


gi 


Viridibacillus. 
124 gi 


lales; Planococcaceae; 


1585550 1585672 1 
lales; Planococcaceae; Viridibacillus. 
1614629 1614751 1 124 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
1666380 1666503 1 124 gi 


cteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; 


3719395 37209 


531745 53318 


pt 


se 
ae 


A, 
er 


en 


’ 


ne 


do 


oc 


df 


id 


265678653 
598291 59976 


265678652 


265678612 


265678434 
265678402 
963457 96488 


224581428 
1439230 14407 


224581412 
1460297 14618 


219857377 
Actinomyc 


219878489 
16S ribosomal RNA, partial sequence 1582619 15841 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 


219878467 


ref |NR_028958.1 


omycineae; Streptomyceta 
ref |NR_028957.1 
599812 601293 
mycetales; Strep 


quence 
; Actino 
ref 
seq 
tino 


NR_028917.1 
uence 656132 
mycetales; S 


partial 
idae; Ac 


ref|NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028704.1 


ce 91544 
Streptoc 


Nocardiacea 
NR_027210.1 


bacterineae; 


ref 
nocardin Actinosynne 
NR_027193.1 


eae; 
ref 
; Micrococcaceae 
ref|NR_024965.1 

1537426 153893 
etales; Pseudono 


occineae 


sequence 


ref |NR_025628.1 


ref|NR_025627.1 


ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 


16132 
iales Fa 


219878431 


24 Viridibacillus 


79 Viridibacillus 


6S 3243254 3243378 1 125 gi|219846759|ref|NR_026351.1| Desulfovibrio 
DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
a; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
6S 3349353 3349475 1 124 gi|219846685|ref|NR_026277.1| Micromonospora 
3 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
3640452 3640578 1 124 gi|219846479|ref|NR_026071.1| Streptomyces 
rans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
rans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
3711783 3711905 1 125 gi|219846429|ref|NR_026020.1| Clostridium septicum 
I 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
3720753 3720875 1 125 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
110320 110442 1 124 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
322085 322206 1 124 gi|265678846|ref|NR_029151.1] Bacillus 
strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
368990 369112 1 124 gi|265678809|ref|NR_029114.1| Streptomyces 
ain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
374965 375045 1 83 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
n HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
533054 533175 1 124 gi|265678697|ref|NR_029002.1| Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Streptomyces javensis 


1 Streptomyces javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Streptococcus 

ococcus intermedius 
ccus anginosus group. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Helcococcus sueciensis 
occus sueciensis 
e Sedis; Helcococcus. 


ref|NR_025570.1 
1665031 1666519 Kibdel 


Kibdelosporangium 
osporangium albatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Kibdelosporangium. 
342952 Bacteria_16S 
strain 6AG 16S ri 
Firmicutes; Bacillales 
342952 Bacteria_16S 
strain DSM 1672 1 
Firmicutes; Clostridia 
342952 Bacteria_16S 


1689096 1689219 1 


; Bacillaceae; 
1748810 1748861 7 


v 


1789381 1789503 1 


124 


bosomal RNA, partial sequence 
Bacillus. 


3 124 


124 


gi 
1687712 16892 


gi 
6S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 


gi 


219878415 


219878375 


219878343 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 


saxobsidens Bacte 
Blastococcus. 
342952 Bacteria_16S 
cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 

342952 Bacteria_16S 
testudinoris stra 


1853531 1853654 1 


1859572 1859694 1 


Corynebacteriaceae; Corynebacterium. 
342952 Bacteria_16S 1912697 1912820 1 
strain DSM 12654 
Firmicutes; Bacillales; 
342952 Bacteria_16S 


Planococcaceae; 
1950963 1951082 1 


spinosispora strain LM 141 16S ribosomal RNA, partial s 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardia. 
2343112 23432351 


Pseudonocardiaceae; 
342952 Bacteria_16S 


124 


124 


124 


ria; Actinobacteria; Actinobacteridae; 


gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 
Thermobifida. 
gi 
in CCUG 41823 16S ribosomal RNA, parti 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


gi 
16S ribosomal RNA, partial sequence 1911333 19128 


Ureibacillus. 


120 


124 


NRRL B-24104 16S ribosomal RNA, partial sequence 


2361346 2361469 1 
ibosomal RNA, partial 


342952 Bacteria_16S 
strain K265 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


342952 Bacteria_16S 
ATCC 700122 16S ribosomal RNA, partial 
Actinobacteria; Coriobacteridae; 
342952 Bacteria_16S 
yamanashiensis st 


2520484 2520607 1 


2720509 2720631 1 


Nocardiaceae; Nocardia. 
342952 Bacteria_16S 2827164 2827286 1 
strain IFO 12702 


342952 Bacteria_16S 
strain IFO 16238 


2839325 2839447 1 


342952 Bacteria_16S 
strain IFO15566 1 
Firmicutes; Bacillales; 
342952 Bacteria_16S 
brevicatena strai 
brevicatena Bacte 
Sporichthya. 
342952 Bacteria_16S 
multiseptatus str 
multiseptatus Bac 
Geodermatophilaceae; 
342952 Bacteria_16S 
strain TA68 16S r 


2873443 2873564 1 


Bacillaceae; 
2944947 2945069 1 


3011742 3011864 1 


Modestobacter. 
3093384 3093506 1 
ibosomal RNA, partial 


342952 Bacteria_16S 3141430 31415511 
617-93 16S ribosomal RNA, partial seque 
Bacillales; Bacillales Family XI. 
342952 Bacteria_16S 
strain DSM 4132 1 
Firmicutes; Clostridia; 
342952 Bacteria_16S 

brasiliensis stra 


3280923 3281044 1 


Clostridiales; 
3335686 3335769 1 


Micromonosporaceae; Actinoplanes. 
342952 Bacteria_16S 3347827 3347949 1 


halophytica DSM 43171 16S ribosomal RNA, partial sequence 


124 
sequence 


124 
sequence 


Coriobacteriales; 


124 


124 


124 


124 


124 


124 


124 
sequence 


124 
nce 


Incertae Sedis; 


124 


gi 


gi 


2341772 23432 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi 


2360002 23614 
occineae 


gi 


2519150 25206 


Coriobacterine 


gi 


rain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


gi 


n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae; 


gi 


3092041 30935 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


gi 


gi 


Eubacteriaceae; 


83 


124 


gi 


in DSM 43805 16S ribosomal RNA, partia 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae 


gi 


219878299 
sequence 


219878295 
al 


219878255 


219878228 
equence 


219857500 


219857487 


219857364 


ob 


219857175 
al 


219856906 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


kineae; 
219856898 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219856876 


6S ribosomal RNA, partial sequence 2872057 28735 
Bacillus. 


219856827 
sequence 


219846916 
equence 


219846860 


219846828 


3140051 3141558 Gemel 
Gemel 


la. 
219846734 


6S ribosomal RNA, partial sequence 3279583 32810 
etobacte 


Ac 
219846695 
1 


219846686 


Actinomyc 


Actinomyc 


sequenc 


sequenc 
Actinomycetales; 


Actinomyc 


Actinomycet 


sequence 
Actinomyceta 


ref|NR_025554.1 


ref|NR_025514.1 


ref |NR_025482.1 
1788037 17895 
etales; Frankin 


ref|NR_025438.1 
1852181 18536 
etales; 


ref |NR_025434.1 


les; 


ref|NR_025394.1 


ref |NR_025367.1 


les; 


ref|NR_025088.1 
Pseudonoca 
ref|NR_025075.1 
> Mi 
ref |NR_024952.1 
ae; Coriobacter 
ref |NR_024803.1 
e 2719156 272065 


ref|NR_024727.1 


hthyaceae; S 
NR_024717.1 


ref 


Mi 
ref 


crobacteriac 
NR_024695.1 


ref|NR_024646.1 
2943614 294507 
etales; Frankine 


ref|NR_026508.1 

3010413 301189 
ales; Franki 
ref|NR_026452.1 
Micrococcaceae 


ref |NR_026420.1 
la bergeri Bacte 


ref |NR_026326.1 
rium. 
ref |NR_026287.1 

3334351 333579 
les; Micromo 


a 
e 


7 
Streptosporangineae; 


e 1858220 185970 


Coryneb 


1949601 195111 
Actinomyceta 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
Megamonas. 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Thermobifida 


5 Thermobifida 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Ureibacillus terrenus 


21 Ureibacillus terrenus Bacteria; 


Pseudonocardia 
2 Pseudonocardia 


Pseudonocardineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 
rdiaceae; 


Crossiella. 
Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 
crobacteriac 


eae; Subtercola. 
Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 
i 


aceae; Slackia. 
Nocardia 
4 Nocardia 


Corynebacterineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 
Sporic 


porichthya. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 
occineae; 


eae; Agromyces. 
Bacillus niacini 


82 Bacillus niacini Bacteria; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Modestobacter 
4 Modestobacter 


neae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
occineae; 


; Kocuria. 
Gemella bergeri strain 
ria; Firmicutes; 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


ref |NR_026278.1 


Micromonospora 


3346476 3347951 Micromonospora halophytica 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 
342952 Bacteria_16S 


Firmicutes; Clostridia; 
342952 Bacteria_16S 

mashuensis strain 
Streptomycetaceae; 
342952 Bacteria_16S 
strain DSM 43045 


342952 Bacteria_16S 


342952 Bacteria_16S 


Firmicutes; Clostridia; 
342952 Bacteria_16S 


3447255 3447376 1 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 
Clostridiales; Clostridiaceae; 
3491544 3491666 1 
DSM 40221 16S ribosomal RNA, partial 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3504972 3505094 1 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
3515630 35157511 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
3533838 3533960 1 
strain DSM 286 16S ribosomal RNA, partial sequence 

Clostridiales; 
3769776 3769897 1 
michiganensis subspecies tessellarius strain 78181 16S 


124 


124 


124 


124 


125 


124 


gi 


gi 
sequence 


gi 


gi 


gi 


Sarcina. 


gi 
ribosomal 


219846612 


Actinomyce 


219846573 


219846566 


219846554 
3532506 35339 
Clostridiaceae; 
219846385 


ref 


ref 


ref 


ref 


ref 


ref 
RNA, 


3490176 3 
tales; 


54 Rathayibacter 


NR_026204.1 


NR_026174.1 


NR_026165.1 


NR_026158.1 


NR_026146.1 


NR_025976.1 


partial sequence 


Clostridium viride 


86 Clostridium viride Bacteria; 
Clostridium. 
219846582 


Streptomyces 


491693 Streptomyces 
Streptomycineae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Rathayibacter tritici 
tritici Bacteria; 


Microbacteriaceae; Rathayibacter. 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
342952 Bacteria_16S 


Micrococcineae; Microbacteriaceae; 
4080600 4080721 1 


124 


strain BC-3 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 
342952 Bacteria_16S 


Entomoplasmatales; 
4110661 4110783 1 


124 


strain HD9 16S ribosomal RNA, partial sequence 


342952 Bacteria_16S 


marimammalium Bacteria; 
342952 Bacteria_16S 

thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 
342952 Bacteria_16S 


Firmicutes; 
102807 102922 1 
strain L420-91 16S ribosomal RNA, part 


Bacteria; Firmicutes; 


188222 188272 75 


124 


118 


125 


Bacillales; Paen 


Clavibacter. 
219846166 
4079234 40807 
Spiroplasmataceae; 


gi 


gi 


gi 


gi 


gi 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 


collagenovorans Bacteria; 
342952 Bacteria_16S 
strain MCRL 0044 


342952 Bacteria_16S 


342952 Bacteria_16S 
silvatica strain 


Streptosporangiaceae; 
342952 Bacteria_16S 
strain IFO 15059 


342952 Bacteria_16S 
claviforme strain 


Streptosporangiaceae; 
342952 Bacteria_16S 

komossense strain Ko2 16S 
Bacteria; Actinobacteria; 
Mycobacterium. 
342952 Bacteria_16S 
algeriensis strain SA 233 


algeriensis Bacteria; Act 


Actinosynnemataceae; 
342952 Bacteria_16S 


beijerinckii Bacteria; 
342952 Bacteria_16S 
japonicum strain 


Cryptosporangium. 
342952 Bacteria_16S 


Firmicutes; 


266034 266116 1 
16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
2233785 2233903 1 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
2693504 2693629 1 
TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Act 
Planotetraspora. 
2989021 2989146 1 
16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
3369339 33694211 
DSM 44127 16S ribosomal RNA, partial 
claviforme Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangium. 
3617935 3618016 1 


4211496 4211578 1 


768765 768887 


strain J1 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


Clostridia; 


Clostridia; 
83 


118 


124 


124 


83 


83 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


83 


125 


118 


al 125 
sequence 


Clostridiales; 
265678883 


gi 


gi 


gi 


gi| 219846931 


219846671 
sequence 


gi 


gi|219846494 


gi| 219846068 


16S ribosomal RNA, partial sequence 
inobacteria; Actinobacteridae; 
Saccharothrix. 

211262 211384 1 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partia 
Firmicutes; 
343732 343849 1 
YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


gi|265678922 


gi| 265678829 


gi| 265678534 


Sp 
219846145 
4109294 41108 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
4243295 4243417 1 
marimammalium strain M54/01/1 16S ribosomal RNA, partia 
Lactobacillales; 


219846040 
1 sequence 
Streptococca 
265678995 
ial sequen 
ibacillaceae; 


265678938 


219857193 


36165 
Coryneba 


1 sequence 
Clostridiales; 


ref 


ref 


ref 


ref 


ref 


Clos 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


4241925 424342 
ceae; 


ce 101441 102925 


186799 188298 


22 2233905 Gordon 


2692168 269363 
inomycetales 


3368004 336944 
Actinomycetale 


66 3618027 Mycoba 


4210162 421159 
Actinomycetal 


209908 211410 
Clostri 


342395 343854 


NR_025756.1 


NR_025735.1 


Nocardioi 
NR_025630.1 


Streptococ 
NR_029303.1 


Aneurinibaci 
NR_029246.1 


tridiaceae; 
NR_029189.1 


Pseudonocar 
NR_025165.1 


Gordoniacea 
NR_024821.1 


; Streptospo 
NR_026523.1 


Gordoniacea 
NR_026263.1 


s; Streptosp 
NR_026086.1 
cterineae; M 
NR_025658.1 
es; Pseudono 


NR_029230.1 


diaceae; Clo 
NR_029134.1 


; Frankineae 


ref 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 
iroplasma. 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 
ineae; 


daceae; Kribbella. 
Streptococcus 

4 Streptococcus 

cus. 

Aneurinibacillus 

Aneurinibacillus 

llus group; 


Clostridium 
Clostridium 
Clostridium. 
Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
donocardineae; 
219857577 
22324 


diaceae; Kutzneria. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Planotetraspora 

9 Planotetraspora 
rangineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Streptosporangium 
8 Streptosporangium 
orangineae; 


Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Clostridium 
Clostridium 
stridium. 
Cryptosporangium 
Cryptosporangium 

; Cryptosporangiaceae; 


NR_028838.1 


Devosia neptuniae 


767437 768914 Devosia neptuniae Bacteria; 
Rhizobiales; Hyphomicrobiaceae; 


Devosia. 


342952 Bacteria_16S 882988 883113 1 124 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 
342952 Bacteria_16S 970900 971022 1 125 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
342952 Bacteria_16S 1087925 1088042 1 118 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
342952 Bacteria_16S 2247411 2247535 1 124 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 2454137 2454252 1 118 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 
342952 Bacteria_16S 2878188 2878237 1 50 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 
342952 Bacteria_16S 4208465 4208526 1 62 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 
342952 Bacteria_16S 313121 313236 1 118 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
342952 Bacteria_16S 404146 404272 1 124 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 554474 554598 1 124 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 642447 642569 1 124 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 
342952 Bacteria_16S 811833 811954 1 124 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
342952 Bacteria_16S 1308411 1308535 1 124 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 1340488 1340610 1 125 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 
342952 Bacteria_16S 1349808 1349932 1 124 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 
342952 Bacteria_16S 1426660 1426784 1 124 gi|224581441|ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 1428225 1428349 1 124 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 1475262 1475386 1 124 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 1706110 1706194 1 83 gi|219878404|ref|NR_025543.1| Thermoleophilum album 


strain HS-5 16S r 


ibosomal RNA, partial sequence 


1704738 1706197 Thermoleophilum album Bacteria; 


Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 


342952 Bacteria_16S 1772852 1772976 1 124 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 1775848 1775972 1 124 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

342952 Bacteria_16S 1959981 1960102 1 124 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
342952 Bacteria_16S 1973445 1973569 1 125 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 2036102 2036226 1 124 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

342952 Bacteria_16S 2057779 2057903 1 124 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

342952 Bacteria_16S 2059318 2059442 1 124 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

342952 Bacteria_16S 2103625 2103749 2 124 gi|219878118|ref|NR_025257.1| Desulfonauticus 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
342952 Bacteria_16S 2111182 2111306 1 124 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 2197490 2197614 1 125 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 2248988 2249112 1 124 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

342952 Bacteria_16S 2518949 2519073 1 124 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

342952 Bacteria_16S 2774488 2774612 1 124 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 2881320 2881441 1 124 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 2940394 2940518 1 124 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
342952 Bacteria_16S 2979856 2979980 1 124 gi| 219846937 |ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

342952 Bacteria_16S 3180954 3181010 1 57 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 


Firmicutes; 


Lacto 


bacillales; Aerococcaceae; Facklamia. 


342952 Bacteria_16S 3197946 3198070 1 125 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

342952 Bacteria_16S 3402619 3402743 1 124 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

342952 Bacteria_16S 3450369 3450493 1 124 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

342952 Bacteria_16S 3486915 3487039 1 124 gi|219846585|ref|NR_026177.1| Streptomyces 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 


bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


v 


3485550 3487066 Streptomyces 
Streptomycineae; 


342952 Bacteria_16S 
strain 3015 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
342952 Bacteria_16S 


3625066 3625187 1 


3638900 3639026 1 


219846489 


3623734 36252 
nebacterin 


219846480 


thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 


thermocarboxydus Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 
strain ATCC 19812 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 
strain ATCC 25495 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


Streptomyces. 


342952 Bacteria_16S 
eurythermus strain ATCC 14975 16S ribosomal RNA, 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

342952 Bacteria_16S 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomycetaceae; Streptomyces. 
3926486 3926610 1 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actin 
Streptomycetaceae; Streptomyces. 

3928066 3928190 1 
acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; Streptomyces. 
4202398 4202522 1 
olivochromogenes strain DSM 40451 16S ribosomal RNA, pa 
olivochromogenes Bacteria; Actinobacteria; Actinobacter 
Streptomycetaceae; Streptomyces. 


342952 Bacteria_16S 


342952 Bacteria_16S 


342952 Bacteria_16S 


342952 Bacteria_16S 


thermoacetoxidans strain CAMZ 16S ribosomal RNA, partia 
thermoacetoxidans Bacteria; 


342952 Bacteria_16S 


342952 Bacteria_16S 


3920162 3920286 1 
complete sequence 
Stre 
3921743 3921867 1 


3923324 3923448 1 


3924905 3925029 1 


Firmicutes; Clo 
397943 398066 1 

xylanilytica strain XIL11 16S ribosomal RNA, 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae 
Cellulomonadaceae; Cellulomonas. 


456776 456898 1 


Clostridia; 


219846281 


219846280 


219846279 


complete sequenc 
Actinomyc 


219846278 


complete seque 


219846277 


219846276 
sequence 


219846074 


265679028 


265678790 


complete sequence 


265678747 


oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 


oligofermentans Bacteria; 


342952 Bacteria_16S 


Firmicutes; 
494953 495036 1 


Lactobacillales; 


Streptococ 
265678722 


kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 


kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy: 


Arthrobacter. 
342952 Bacteria_16S 


496458 496541 1 


265678721 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 


gangotriensis Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Arthrobacter. 

497983 498105 1 
halichoeri strain M512/02/1 16S ribosomal RNA, partial 
halichoeri Bacteria; 


342952 Bacteria_16S 


342952 Bacteria_16S 


342952 Bacteria_16S 


342952 Bacteria_16S 


Firmicutes; 
569752 569874 1 
strain R9242 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
647145 647228 1 
strain CMS90 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
1196946 1197068 1 


Lactobacillales; 


265678720 
sequence 


Streptococcacea 


265678673 


568394 56988 
Actinomycineae 


265678620 


645783 64725 
Micrococcineae 


228715574 


acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 11955 


12809 Bacteria; Deferribacteres; 
1316039 1316161 1 


342952 Bacteria_16S 


Deferribacterales; 


Deferribacter 


228716557 


subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 


subsp. subtilis Bacteria; 


342952 Bacteria_16S 


Firmicutes; 
1626718 1626840 1 


Bacillales; 


Bacillaceae; Ba 


219878459 


bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 


bolidensis Bacteria; Actinobacteria; Actinobacteridae; 

Arsenicicoccus. 
1676971 1677093 1 

keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 


Intrasporangiaceae; 
342952 Bacteria_16S 


Actinomyce 


idae; Acti 
39187 
ptomycinea 


39203 


complete 


rtial sequ 
idae; Acti 


1 sequence 
stridiales 


; Actinomy: 


ref 


eae; 
ref 


3637554 36390 
cetales; Str 


ref 


ref 


ref 


ref 


nce 


ref 


ref 


ref 


ref 


ref 


ref 


cace 


ref 


ceta 


ref 


e; Actinomycet 


ref 


e; S 


ref 


¢- Ae 
ref 


> Mi 
ref 


acea 


ref 


cill 


ref 


tale 


219878424 


17 Mycobacterium 
Mycobacteri 


nomy 


87 3920316 Strep 


e; Streptomycet 


67 3921897 Strep 


ptomycineae; Str 


e 3921948 39234 
etal 


uence 392511 
omycetales; 


seq 


3926691 392822 


cetales; Strepto 


ence 
nomy 


53088 54587 


7 Peptococcacea 


396579 398094 


cetales; Microco 


455417 456926 
ae; Streptoc 


493586 495067 
les; Microco 


495118 496571 
ales; Microc 


496622 498127 
treptococcus 


1 Actinobaculum 
tinomycetace 


9 Arthrobacter 
crococcaceae 


65 1197080 Denitr 
e; Denitrovi 


1314657 131617 
us. 


1625384 162685 
s; Micrococc 


ref 


NR_026081.1 


NR_026072.1 


NR_025871.1 


NR_025870.1 


NR_025869.1 


NR_025868.1 
392352 


ales; Strept 


NR_025867.1 


NR_025866.1 


NR_025664.1 
420108 


cetales; Str 


NR_029336.1 


NR_029095.1 


NR_029052.1 


NR_029027.1 


NR_029026.1 


NR_029025.1 


NR_028978.1 


NR_028925.1 


NR_027535.1 


NR_027552.1 


NR_025598.1 


5 


Ae 
a 


hes 


7 


e: 


NR_025563.1 


Mycobacterium simiae 


simiae Bacteria; 
aceae; Mycobacterium. 


Streptomyces 


3 Streptomyces 
eptomycineae; 


Streptomyces tendae 


omyces tendae Bacteria; 
ceae; Streptomyces. 


Streptomyces sampsonii 


omyces sampsonii 
eptomycetaceae; 


Streptomyces 


8 Streptomyces 
es; Streptomycineae; 


Streptomyces 


9 3925059 Streptomyces 
omycineae; 


Streptomyces 


0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 


0 Streptomyces 
mycineae; 


Streptomyces 


2 4202529 Streptomyces 
eptomycineae; 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Cellulomonas 
Cellulomonas 


ccineae; 


Streptococcus 
Streptococcus 


occus. 


Arthrobacter 
Arthrobacter 


ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


occineae; 


Streptococcus 
Streptococcus 


Actinobaculum urinale 


urinale Bacteria; 
ae; Actinobaculum. 


Arthrobacter roseus 


roseus Bacteria; 


Arthrobacter. 
Denitrovibrio 


ovibrio acetiphilus DSM 
brio. 


Bacillus subtilis 


3 Bacillus subtilis 


Arsenicicoccus 


0 Arsenicicoccus 
ineae; 


Amycolatopsis 
1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


342952 Bacteria_ 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


342952 Bacteria_ 


gandavensis strai 
gandavensis Bacte 


Arthrobacter. 
342952 Bacteria_ 


flaccumfaciens pv 


Actinomycetales; 


342952 Bacteria_16S 
herbarum strain P 
herbarum Bacteria 


Curtobacterium. 


342952 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 
342952 Bacteria_16S 


strain SW-72 16S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
342952 Bacteria_16S 2109698 2109745 77 124 gi| 219873437 |ref|NR_026099.2 
strain P-1 16S ribosomal RNA, partial sequence 2108290 21097 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 2259736 2259858 1 124 gi|219857560|ref|NR_025148.1 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Strept 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

342952 Bacteria_16S 2444964 2445087 1 124 gi|219857423|ref|NR_025011.1 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Plano 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

342952 Bacteria_16S 2573230 2573352 1 124 gi|219857286|ref|NR_024917.1 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 257337 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiacea 
342952 Bacteria_16S 2613268 2613391 1 124 gi| 219857257 |ref|NR_024888.1 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
342952 Bacteria_16S 2830238 2830321 1 83 gi|219856904|ref|NR_024725.1 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 28303 

Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
Catenuloplanes. 

342952 Bacteria_16S 2871864 2871986 1 124 gi| 219856877 |ref|NR_024696.1 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 28720 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 2876606 2876728 1 124 gi|219856874|ref|NR_024693.1 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 28767 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 2882871 2882993 1 124 gi|219856870|ref|NR_024689.1 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 28830 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 3456554 3456637 1 83 gi|219846606|ref|NR_026198.1 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 34566 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
342952 Bacteria_16S 3468709 3468792 1 83 gi| 219846597 |ref|NR_026189.1 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 346735 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
Micrococcaceae; Arthrobacter. 

342952 Bacteria_16S 3470235 3470318 1 83 gi|219846596|ref|NR_026188.1 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
342952 Bacteria_16S 3471755 3471838 1 83 gi| 219846595 |ref|NR_026187.1 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 347186 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

342952 Bacteria_16S 3514106 3514227 1 124 gi| 219846567 |ref|NR_026159.1 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
342952 Bacteria_16S 3517149 35172711 124 gi| 219846565 |ref|NR_026157.1 


16S 1678488 1678610 1 124 


gi 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

16S 1800074 1800157 1 


83 gi 


ria; Actinobacteria; Actinobacteridae; 


16S 1812384 1812506 1 124 


gi 


ribosomal RNA, partial sequence 


n DSM 44594 16S ribosomal RNA, partial 


n R 5812 16S ribosomal RNA, partial se 


flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. 


2094597 20961 


219878423 
sequence 
Actinomyc 


219878336 
quence 
Actinomyc 


219878328 
ibosomal R 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


ref|NR_025562.1 
1677147 167861 
etales; Pseudon 


ref|NR_025475.1 
1798724 180016 
etales; Micrococ 


ref 
NA, 


NR_025467.1 
partial seq 


fo} 


u 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Curtobacterium 
ence 1811040 1812516 


Micrococcineae; Microbacteriaceae; Curtobacterium. 
1821593 18217111 120 gi|219878322|ref|NR_025461.1| Curtobacterium 

420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 

; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
1924973 1925095 1 124 gi|219878245|ref|NR_025384.1| Pseudonocardia 

n LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Pseudonocardia. 
2095971 2096093 1 124 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Planomicrobium 


microbium koreense 


Clostridium 
7 Clostridium 
e; Clostridium. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Arthrobacter agilis 


68 Arthrobacter agilis Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


v 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 


Curtobacterium luteum 


strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


342952 Bacteria_ 
strain DSM 20528 


342952 Bacteria_ 


strain BL 70/20 1 
Clost 
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342952 Bacteria_ 
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342952 Bacteria_ 
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gi 
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ridia; Clostridiales; 
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124 gi 
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rain CD2 16S ribosomal RNA, partial se 
Clostr 


oc 


Clostridi 


1 
di 


sequenc 
ales; 


ence 
iales; 


qu 
id 


219846564 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
219846513 


6S ribosomal RNA, partial sequence 3592199 35936 
219846512 
cl 
219846327 


219846294 
16S ribosomal RNA, partial sequence 3900794 39022 


ref |NR_026156.1 


; Mi 
ref 


crobacteriac 
NR_026105.1 
um. 
ref |NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref |NR_025884.1 
68 Herbidospora 


e 


R 


Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 

Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Herbidospora cretacea 


cretacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

342952 Bacteria_16S 4012465 4012587 1 124 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
342952 Bacteria_16S 4141238 4141359 1 124 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

342952 Bacteria_16S 4149065 4149186 1 124 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 


Tenericutes; Moll 
342952 Bacteria_16S 
alleghenense stra 
alleghenense Bact 
342952 Bacteria_16S 
ureafaciens strai 
Bacteria; Actinob 


Arthrobacter. 


342952 Bacteria_16S 
strain Ben 16S ri 
Tenericutes; Moll 
342952 Bacteria_16S 
multivorans strai 
Firmicu 
342952 Bacteria_16S 


Bacteria; 


strain YIM 70085 


icutes; Entomoplasmatales; 
4161442 4161563 1 124 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; 


134911 134969 1 59 gi 


278173 278269 3 101 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

396432 396482 1 51 gi 
n 28-1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Tenuibac 
422696 422754 1 59 gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
Corynebacteriacea 
342952 Bacteria_16S 
mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 
342952 Bacteria_16S 
strain Sl 16S rib 


428947 429072 1 124 gi 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

461208 461290 1 83 gi 
in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

837775 837897 1 
osomal RNA, partial sequence 


121 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


342952 Bacteria_16S 


multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Na 
Nakamurella. 

342952 Bacteria_16S 1171194 1171276 1 83 gi| 228719618 |ref|NR_027583.1 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermobispora. 

342952 Bacteria_16S 1926534 1926616 1 83 gi|219878244|ref|NR_025383.1 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 192664 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

342952 Bacteria_16S 2167128 2167186 1 59 gi|219857624|ref|NR_025213.1 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 216722 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; P 
Pseudonocardiaceae; Pseudonocardia. 

342952 Bacteria_16S 2309924 2310049 1 124 gi|219857523|ref|NR_025111.1 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
342952 Bacteria_16S 2344622 2344680 1 59 gi|219857498|ref|NR_025086.1 
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5 Actinopolymorpha 


singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; Actinopolymorpha. 

342952 Bacteria_16S 2347653 23477111 59 gi|219857496|ref|NR_025084.1 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 234777 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Arthrobacter. 

342952 Bacteria_16S 2349162 2349220 1 59 gi|219857495|ref|NR_025083.1 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 234928 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Arthrobacter. 

342952 Bacteria_16S 2517459 2517517 1 59 gi|219857366|ref|NR_024954.1 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 251756 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
Micrococcaceae; Arthrobacter. 

342952 Bacteria_16S 2897885 2897967 1 83 gi| 219856858 |ref|NR_024677.1 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 289798 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacteriaceae; Mycetocola. 

342952 Bacteria_16S 3461097 3461155 1 59 gi|219846602|ref|NR_026194.1 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 346121 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Arthrobacter. 

342952 Bacteria_16S 3462619 3462677 1 59 gi|219846601|ref|NR_026193.1 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
342952 Bacteria_16S 3464141 3464199 1 59 gi|219846600|ref|NR_026192.1 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 346278 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Micrococcaceae; Arthrobacter. 

342952 Bacteria_16S 3465665 3465723 1 59 gi|219846599|ref|NR_026191.1 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
342952 Bacteria_16S 3614942 3614995 71 124 gi|219846496|ref|NR_026088.1 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 

342952 Bacteria_16S 4125941 4125999 1 59 gi|219846133|ref|NR_025723.1 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
342952 Bacteria_16S 4127429 41275541 124 gi|219846132|ref|NR_025722.1 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
342952 Bacteria_16S 71067 #71120 71 124 gi| 265679017 |ref|NR_029325.1 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; S 
342952 Bacteria_16S 101240 101289 1 50 gi| 265678996 |ref|NR_029304.1 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

342952 Bacteria_16S 101309 101362 71 124 gi|265678996|ref|NR_029304.1 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

342952 Bacteria_16S 162217 162274 1 58 gi| 265678955 |ref|NR_029263.1 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clos 
342952 Bacteria_16S 349759 349875 1 118 gi| 265678825 |ref|NR_029130.1 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromy 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
342952 Bacteria_16S 411922 412044 1 125 gi|265678780|ref|NR_029085.1 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
342952 Bacteria_16S 474978 475027 1 50 gi|265678735|ref|NR_029040.1 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococc 
342952 Bacteria_16S 574251 574371 1 124 gi|265678670|ref|NR_028975.1 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; C 
Corynebacteriaceae; Corynebacterium. 

342952 Bacteria_16S 1056434 1056483 1 50 gi|265678340|ref|NR_028642.1 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 105655 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 
342952 Bacteria_16S 1155983 1156098 1 118 gi|253680753|ref|NR_028001.1 


Ss. 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Mycetocola 
5 Mycetocola 
ococcineae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


’ 


Arthrobacter pascens 


pascens Bacteria; 


, 


Arthrobacter. 
Alloiococcus otitis 


otitis Bacteria; 


Kocuria marina strain 
ia; Actinobacteria; 


Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Schwartzia 

Schwartzia 

chwartzia. 

Halobacillus litoralis 


litoralis Bacteria; 


Halobacillus litoralis 


litoralis Bacteria; 


Clostridium 
Clostridium 

tridium. 

Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Lactobacillus 
Lactobacillus 


Enterococcus 
Enterococcus 

us. 

Corynebacterium 

574399 Corynebacterium 
orynebacterineae; 


Paraliobacillus 
2 Paraliobacillus 


Oceanobacillus 


iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 


Bacteria; Firmicu 


tes; Bacillales; Bacillaceae; Oceanoba 


cillus. 


342952 Bacteria_16S 1478375 1478497 1 125 gi| 219878440 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 14785 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
342952 Bacteria_16S 1703099 1703148 1 50 gi|219878406 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 17017 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
342952 Bacteria_16S 1703168 1703221 71 124 gi|219878406 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 17017 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
342952 Bacteria_16S 1774350 1774474 1 124 gi| 219878354 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequenc 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actino 
Streptomycetaceae; Streptomyces. 

342952 Bacteria_16S 1824698 1824747 1 50 gi| 219878320 
strain DSM 10404 16S ribosomal RNA, complete sequence 18233 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
342952 Bacteria_16S 1824767 1824820 71 124 gi| 219878320 
strain DSM 10404 16S ribosomal RNA, complete sequence 18233 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
342952 Bacteria_16S 1894961 1895083 1 125 gi| 219878268 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfo 
Desulfomicrobium. 

342952 Bacteria_16S 2120322 21203711 50 gi|219857655 


strain HSL-3 16S 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


342952 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


342952 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


342952 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


342952 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


342952 Bacteria_16S 


halophilum strain 
halophilum Bacter 


342952 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


342952 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


342952 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


342952 Bacteria_16S 


strain DSM 3662 1 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacteriu 
342952 Bacteria_16S 3496002 3496127 1 123 gi| 219846579 
strain DSM 44070 16S ribosomal RNA, complete sequence 34946 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Thermocrispum. 

342952 Bacteria_16S 3596595 3596716 1 124 gi|219846511 


strain 743A 16S r 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2120391 2120444 71 124 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2355203 2355325 1 125 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2559468 2559513 1 46 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2680088 2680137 1 50 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2680156 2680209 71 124 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2878257 2878310 71 124 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
3181018 3181071 71 124 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3214371 32144911 124 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 
3229544 3229589 1 


gi 


nc 
ob 


Eu 


se 
ce 


se 
ce 


qu 
e; 


ti 
da 


46 gi 


Clostridiales Fami 


46 gi 


ridia; Clostridiales; 
3274867 3274912 1 


ibosomal RNA, partial sequence 


2118933 21204 


219857655 
2118933 21204 
219857491 
219857338 
2558106 25596 
219857203 
219857203 
219856873 


219846801 


219846778 


219846768 
16S ribosomal RNA, partial sequence 3228194 32296 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


3595254 35967 


e 23538 
acterale 
bacteriu 


quence 
ae; Lent 


quence 
ae; Lent 


ence 
Salimic 


31795 


al seque 
e; Actin 


ly XI. I 


mM. 


ref|NR_025579.1 
22 Lactobacillus 


Lactobacillus spicheri 
spicheri Bacteria; 


Halobacillus 
cillus karajensis 


ref|NR_025545.1 
02 1703230 Haloba 


Halobacillus 
cillus karajensis 


ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025493.1 
e 1773034 177448 
mycetales; Strep 


Streptomyces 
1 Streptomyces 
tomycineae; 


ref|NR_025459.1 
01 1824836 Haloba 


Halobacillus trueperi 
cillus trueperi 


ref|NR_025459.1 
01 1824836 Haloba 


Halobacillus trueperi 
cillus trueperi 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


NR_025407.1 
1893578 189509 
vibrionales; s 


ref|NR_025244.1 
54 Halobacillus 


Halobacillus salinus 
salinus Bacteria; 


ref|NR_025244.1 
54 Halobacillus 


Halobacillus salinus 
salinus Bacteria; 


ref|NR_025079.1| Desulfomonile 

08 2355330 Desulfomonile limimaris 

s; Syntrophaceae; Desulfomonile. 
ref|NR_024926.1| Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


m. 
ref |NR_024831.1| Lentibacillus 

2678696 2680219 Lentibacillus 
ibacillus. 
ref |NR_024831.1| Lentibacillus 

2678696 2680219 Lentibacillus 
ibacillus. 
ref|NR_024692.1| Salimicrobium 

2876799 2878315 Salimicrobium 
robium. 
ref|NR_026393.1| Facklamia hominis 
83 3181087 Facklamia hominis Bacteria; 
ref|NR_026370.1| Corynebacterium 
nce 3213025 3214498 Corynebacterium 
omycetales; Corynebacterineae; 
ref|NR_026360.1| Anaerococcus octavius 


00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 
ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 
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Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 3812157 3812274 1 118 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

342952 Bacteria_16S 3872833 3872890 1 58 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

342952 Bacteria_16S 3874420 3874477 1 58 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
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342952 Bacteria_16S 4139672 4139795 1 124 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
342952 Bacteria_16S 4203896 4204020 1 124 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 72531 72655 1 124 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

342952 Bacteria_16S 125804 125840 89 125 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

342952 Bacteria_16S 181999 182047 77 125 gi|265678942|ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 339249 339371 1 124 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
342952 Bacteria_16S 360024 360146 1 124 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
342952 Bacteria_16S 382624 382742 1 121 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

342952 Bacteria_16S 384138 384262 1 125 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

342952 Bacteria_16S 410303 410427 1 124 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

342952 Bacteria_16S 523965 524089 1 124 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

342952 Bacteria_16S 878479 878559 1 81 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
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donocardineae; Actinosynnemataceae; 


ref |NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


ref|NR_028700.1 
967981 969477 
mycetales; Strep 


Kitasatospora 
Kitasatospora 
tomycineae; 


ref|NR_028665.1 
1021546 102306 
e; Streptococcus 
ref|NR_028010.1| Sphingopyxis 
141076 1142557 Sphingopyxis 
Sphingomonadaceae; 


Streptococcus 
0 Streptococcus 


R 


342952 Bacteria_ 
cellulosolvens 6 
Bacteria; 
342952 Bacteria_ 
subsp. 
subsp. 


342952 Bacteria_ 


faecalis strain g 
Proteob 
342952 Bacteria_16S 


Bacteria; 


strain DSM 40258 


Firmicutes; 


rimosus st 
rimosus Ba 
Streptomycetaceae; 


16S 1303819 1303939 1 


Clostridia; 


16S 1489094 1489218 1 


Streptomyces. 
16S 1573342 1573466 1 


1590188 1590312 1 


Clostridiales; 


124 


124 


rain JCM 4667 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacteridae; 


125 


c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 


124 


Actinobacteria; Actinobacteridae; Actinomycetales; 


342952 Bacteria_16S 
subsp. paromomyci 
rimosus subsp. pa 


Streptomycineae; 


342952 Bacteria_16S 
strain DSM 40545 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
342952 Bacteria_16S 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae; 
342952 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 


strain DSM 43049 


1593284 1593408 1 


Streptomycetaceae; 
1594830 1594954 1 


Streptomyces. 
1596377 1596501 1 


Streptomyces. 
1597925 1598049 1 


124 


nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; 
Streptomyces. 


124 


124 


2 
in DSM 43032 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


124 


Actinobacteria; Actinobacteridae; Actinomycetales; 


342952 Bacteria_16S 
olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae; 
342952 Bacteria_16S 


strain DSM 40597 


1599473 1599597 1 


Streptomyces. 
1601021 1601145 1 


124 


124 


Actinobacteria; Actinobacteridae; Actinomycetales; 


342952 Bacteria_16S 
purpurogeneiscler 


1602569 1602693 1 


124 


oticus strain DSM 43156 16S ribosomal 


gi|219846514 


16S ribosomal RNA, partial sequence 1302478 13039 
Eubacteriaceae; 


gi| 219857134 


complete sequen 


gi| 219857383 


gi|219878485 


16S ribosomal RNA, partial sequence 1588843 15903 


219878483 
partial 


gi 
gi|219878482 
19878481 


gi 


gi|219878480 


16S ribosomal RNA, partial sequence 1596580 15980 


gi| 219878479 


gi|219878478 


16S ribosomal RNA, partial sequence 1599676 16011 


gi| 219878477 


Actino: 


15720 
Bradyrhiz 


Actinobact 


Acti 


sequence 
Actinomycetales; 


RNA, partial s 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


us strain DSM 40595 16S ribosomal RNA, partial sequence 
us Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 


ref 


ce 1487741 148922 
mycetales; 


32 1573475 Rhodo 


40 Streptomyces 
Streptomycineae; Streptomyceta 


sequence 


eridae; Actinomy 


ence 
nomycetales; 


1595032 159652 
Streptomycineae; 


73 Streptomyces 
Streptomycineae; S 


NR_026106.1 


NR_024762.1 
Strep 
NR_024971.1 

p 
obiaceae; Rh 


NR_025624.1 


NR_025622.1 
159193 


NR_025621.1 
159348 
Str 


NR_025620.1 


NR_025619.1 
treptomyceta 


NR_025618.1 
159812 


NR_025617.1 


NR_025616.1 
equence 


Eubacterium 


66 Eubacterium cellulosolvens 6 
Eubacterium. 


Streptomyces rimosus 
5 Streptomyces rimosus 
tomycineae; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 

Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 
Streptomyces 


9 Streptomyces 


Streptomyces niger 


77 Streptomyces niger Bacteria; 
Streptomycineae; S 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 
treptomycetaceae; 


Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


342952 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 


Loktanella. 


342952 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 


Streptomycetaceae; 
1613078 1613202 1 


1673949 1674073 1 


Pseudonocardiaceae; Amycolatopsis. 


342952 Bacteria_16S 


strain M577-94 16 
Firmicutes; 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


342952 Bacteria_16S 
in CIP 103370 16S ribosomal RNA, partial 
20595 Bacteria; Actinobacteria; Actinobacteridae; Ac 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


342952 Bacteria_16S 


strain ATCC 15253 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


342952 Bacteria_16S 


strain LBB1 16S r 


sapomandens strai 
sapomandens Bacte 


342952 Bacteria_16S 


Lactobacillales; 
342952 Bacteria_16S 
n CCUG 44697 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


1844567 1844690 1 


1849112 1849168 1 


Arcanobacterium. 
1981255 19813111 


Arcanobacterium. 
2024077 2024199 1 


2080714 2080838 1 


eae; Propionimicrobium. 
2341571 2341695 1 
2429774 2429817 7 


Firmicutes; 
2458573 2458697 1 


ria; 


Streptomyces. 


125 


in LMG 22007 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


124 


rain ST101170 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


124 


S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


57 


57 


125 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteracea 
342952 Bacteria_16S 


124 


125 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteracea 
342952 Bacteria_16S 
n DSM 3223 16S ribosomal RNA, partial 
Clostridia; 


50 


Clostridiales; 


125 


gi|219878468 


219878426 


gi 


gi| 219878306 
1843183 18446 


Isobaculum. 


gi|219878303 


219878208 


gi 


219878180 
20227 


gi 


gi|219878136 


in DSM 4903 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi|219857501 
2340265 23417 


219857438 
sequence 


gi 


gi|219857411 


taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 


sequence 
Rhodobact 


sequenc 
Actinomyce 


sequence 
Actinomycetal 


sequenc 


Actinomyceta 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


1611794 161320 


e 1672599 167407 


1847763 184924 


e 1979903 198138 


2428395 242981 
Peptococ 


NR_025607.1 
erales; 
NR_025565.1 
tales; 


NR_025445.1 


NR_025442.1 


NR_025347.1 
tinomycetale 
NR_025319.1 


e; 
NR_025275.1 


NR_025089.1 


e; Rhodobaca 
NR_025026.1 


caceae; 


ref 


Loktanella 
8 Loktanella 


Rhodobacteraceae; 


Amycolatopsis 
6 Amycolatopsis 


Pseudonocardineae; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Arcanobacterium 
8 Arcanobacterium 


es; Actinomycineae; 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Caulobacter henricii 


70 2024208 Caulobacter henricii Bacteria; 
Caulobacter. 


Propionimicrobium 


2079371 2080872 Propionimicrobium 
les; Propionibacterineae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 


Desulfotomaculum. 


NR_024999.1 


Sphingopyxis 


2457264 2458706 Sphingopyxis 


taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 
342952 Bacteria_16S 2776026 2776150 1 124 gi 
strain JCM 4662 16S ribosomal RNA, partial sequence 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 2777565 2777689 1 124 gi 
albofaciens strain JCM 4342 16S ribosomal RNA, partial 
albofaciens Bacte 
Streptomycetaceae; Streptomyces. 
342952 Bacteria_16S 2794000 2794122 1 
haemolyticum stra 
haemolyticum Bacteria; 
342952 Bacteria_16S 
kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae; Streptomyces. 

342952 Bacteria_16S 2833283 2833407 1 124 gi 
strain IMC S-0802 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 3105447 31055711 124 gi 
strain ATCC 25470 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 3128008 3128130 1 125 
zavarzinii strain 
zavarzinii Bacter 
342952 Bacteria_16S 


125 gi 
Firmicutes; Clostridia; 


2831745 2831869 1 124 gi 


gi 


3232528 3232649 1 124 gi 
strain DSM 10020 16S ribosomal RNA, partial sequence 32 
Firmicutes; Clostridia; Clostridiales; 
342952 Bacteria_16S 3264249 32643711 
australicum strai 
australicum Bacte 
342952 Bacteria_16S 
homopropionicum s 
homopropionicum Bacteria; 
342952 Bacteria_16S 
strain BN 126 16S 


125 gi 


3530860 3530982 1 125 gi 
Firmicutes; Clostridia; 
3941371 3941459 1 89 


ribosomal RNA, partial sequence 


gi 
39 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 


342952 Bacteria_16S 127291 127350 1 60 


strain Prevot 247 


gi 


342952 Bacteria_16S 
epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 
342952 Bacteria_16S 205126 205173 77 
thermophilum strain H-6-12 16S ribosomal RNA, 
thermophilum Bact 
342952 Bacteria_16S 229502 229585 1 83 
strain 47001 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 231010 231093 1 83 
strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 337685 337807 1 124 
denticolens strai 
denticolens Bacte 
Parascardovia. 
342952 Bacteria_16S 


163668 163791 1 124 


gi 


124 gi 
complete 


gi 
22 


gi 


gi 


ria; Actinobacteria; Actinobacteridae; 


528630 528669 86 125 gi 


aerosaccus strain G 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 


342952 Bacteria_16S 633216 633259 1 44 
strain Z 4493 16S ribosomal RNA, partial sequence 63 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
342952 Bacteria_16S 633290 633337 77 124 gi 
strain Z 4493 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
342952 Bacteria_16S 636277 636399 1 


gi 


Eubacteriaceae; 
124 gi 


strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 637808 637930 1 124 gi 


Stre 
ria; Actinobacteria; Actinobacteridae; 
in ATCC9650 16S ribosomal RNA, partial 


Clostrid 


n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


Stre 


Stre 

ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
Clostridiales Fa 


n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


train DSM 5847 16S ribosomal RNA, part 
Clost 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


n P159 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


eria; Dictyoglomi; Dictyoglomales; Dic 


Cory 


229646 23110 
Cory 


n B 3028 16S ribosomal RNA, partial se 


631874 63335 


219857133 
74670 27761 
pt 
219857132 
sequence 

Actinomyc 


219857121 
sequence 
iales; 
219856903 
equence 
Actinomyc 


219856902 
28319 
ptomycinea 
219846852 
31040 
ptomycinea 
219846837 
uence 

a; Rhizobi 
219846766 
31181 32326 
mily XI. I 
219846745 
al sequenc 
ia; Rhizob 
219846556 
ial sequen 
ridiales; 

219846265 
40082 39414 


265678978 

12591 
nomycineae 
265678954 
ence 16233 
ales; Micr 


265678927 
sequence 

tyoglomace 
265678910 
8138 22959 
nebacterin 
265678909 


nebacterin 
265678833 
quence 
Bifidobac 


265678700 

52719 
nadales; M 
265678629 
1874 63335 
Acetobacte 
265678629 


Acetobacte 
265678627 


ococcineae 


Sphingomonadales; 


omycinea 


Clo 


ref|NR_024761.1 
57 Streptomyces 
e; Streptomycet 
ref|NR_024760.1 

2776208 277769 
etales; Strepto 


ref|NR_024749.1 

2792664 279412 
stridiaceae; Cl 
NR_024724.1 
2830390 283187 
etales; Strepto 


ref |NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_026444.1 
98 3105578 Strept 
e; Streptomyceta 
ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_025855.1 


lla. 
ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref |NR_029262.1 
4 163815 Brevib 
ococcineae; Brev 


ref |NR_029235.1 

203662 205201 
ae; Dictyoglomus 
ref |NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
eae; Mycobacteri 
ref |NR_029138.1 

336318 337835 
teriales; Bifido 


ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref|NR_028934.1 


rium. 
ref |NR_028934.1 


rium. 
ref |NR_028932.1 


; Intrasporangia 


265678626 


fe} 


Sphingomonadaceae; 


Streptomyces platensis 


platensis Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Clostridium 
8 Clostridium 
stridium. 

Streptomyces 
7 Streptomyces 


mycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Clostridium 
6 Clostridium 
Clostridium. 
Rhodobium marinum 


71 Afifella marina Bacteria; 
biaceae; Afife 


Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Dictyoglomus 
Dictyoglomus 
Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 
Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Parascardovia 
Parascardovia 
bacteriaceae; 


Enhydrobacter 

obacter aerosaccus 
hydrobacter. 
Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 


ref|NR_028931.1 


Knoellia sinensis 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangia 


ceae; Knoellia. 


342952 Bacteria_16S 644074 644117 8 
H 1 16S ribosomal RNA, partial sequence 


51 gi 


265678622 
642624 644123 Sporo 


ref 
musa 


NR_028927.1 
ovata Bact 


e 


Sporomusa ovata strain 
ria; Firmicutes; 


Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

342952 Bacteria_16S 675663 675785 1 124 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
342952 Bacteria_16S 1033657 1033692 90 125 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 1053417 1053500 1 83 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

342952 Bacteria_16S 1234685 1234807 1 124 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

342952 Bacteria_16S 1329831 1329952 1 124 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

342952 Bacteria_16S 1432898 1432997 1 98 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

342952 Bacteria_16S 1470928 1470967 86 125 gi|224581406|ref|NR_027187.1| Psychrobacter 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

342952 Bacteria_16S 1928152 1928191 86 125 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 


strain L1/68 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzsch 
342952 Bacteria_16S 1949418 1949540 1 124 gi| 219878229 |ref|NR_025368.1 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 194955 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

342952 Bacteria_16S 1975111 1975146 89 124 gi|219878212|ref|NR_025351.1 


strain 581 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 
342952 Bacteria_16S 2066859 2066981 1 124 gi 
antarcticus strain T2 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
342952 Bacteria_16S 2162487 21625701 83 gi 
strain F829 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
342952 Bacteria_16S 2438857 2438940 1 83 gi 
strain AS4.1521 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
342952 Bacteria_16S 2678537 2678620 1 83 gi 
strain MS1-3 16S ribosomal RNA, partial sequence 


ce 
al 


ne 


ne 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
342952 Bacteria_16S 2760895 2761016 1 124 gi| 219857146 |ref|NR_024774.1 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actino 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; A 
Actinokineospora. 

342952 Bacteria_16S 2840885 2841007 1 124 gi| 219856897 |ref|NR_024716.1 


strain IFO 16235 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 3045176 3045298 1 124 gi 
faecitabidus strain YLM-1 16S ribosomal RNA, partial se 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae 
Rarobacteraceae; Rarobacter. 

342952 Bacteria_16S 3046708 3046830 1 124 gi 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequ 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 
Intrasporangiaceae; Ornithinicoccus. 

342952 Bacteria_16S 3088960 3089082 1 124 gi 
histidinovorans strain Z-7940 16S ribosomal RNA, partia 
histidinovorans Bacteria; Firmicutes; Clostridia; Clost 
342952 Bacteria_16S 3094901 3095023 1 124 gi 
strain TAGA27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 3115956 3116078 1 124 gi 
resistens strain DMMZ 1710 16S ribosomal RNA, partial seq 


oc 


qu 


, 


1 
ri 


oc 


1926697 19282 


1973642 19751 
219878146 
219857627 
2161153 21625 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 


219857204 
2677198 26786 


16S ribosomal RNA, partial sequence 2839520 28410 


219846892 


219846891 


219846863 


219846859 
3093562 30950 


219846845 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025216.1 


20655 


es; Micr 


Nocardiacea 
NR_025017.1 


bacterineae; 


ref 


Nocardiacea 
NR_024832.1 


bacterineae; 


ref 


; Microbacteriac 
ref |NR_026484.1 

3043846 304530 
cetales; Microco 


occineae 


ence 
Actinomy 


ref|NR_026483.1 
3045360 304685 
ales; Micrococci 


ence 
inomycet 


’ 


ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref|NR_026451.1 


sequence 
diales; 


occineae; Micrococcaceae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Actinokineospora 
kineospora terrae 
ctinosynnemataceae; 


Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Rarobacter 

9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Natronincola 
0 Natronincola 
Natronincola. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


ref |NR_026437.1 
3114620 311608 


uence 


Microbacterium 
0 Microbacterium 


resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


342952 Bacteria_16S 
strain DSM 11140 


342952 Bacteria_16S 


strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Firmicutes; 
342952 Bacteria_16S 


strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Firmicutes; 
342952 Bacteria_16S 
fimetarium strain 


fimetarium Bacteria; 


342952 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
342952 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
342952 Bacteria_16S 


Clostridia; 


Clostridia; 


3226494 3226616 1 


3276376 3276419 1 


Clostridiales; 
3276450 3276497 77 


Clostridiales; 
3277895 3277938 1 


Firmicutes; Clostridia; 
3279404 3279447 1 


Firmicutes; Clostridia; 
3279478 3279525 77 


Firmicutes; Clostridia; 
3282442 3282485 1 


124 


44 


124 


44 


44 


124 


44 


gi| 219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi| 219846737 


gi| 219846737 


gi|219846736 


DSM 8238 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi|219846735 


DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi|219846735 


DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi|219846733 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 


carbinolicum Bacteria; 


342952 Bacteria_16S 
wieringae strain 
wieringae Bacteria; 
342952 Bacteria_16S 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


Firmicutes; 
342952 Bacteria_16S 


2 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 


Dermabacteraceae; 
342952 Bacteria_16S 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


342952 Bacteria_16S 


liquefaciens strain DSM 20638 16S ribosomal RNA, partial 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
342952 Bacteria_16S 


Clostridia; 


Firmicutes; 
3283966 3284009 1 


Firmicutes; Clostridia; 
3285491 3285534 1 


Clostridiales; 
3358620 3358742 1 


3488474 3488596 1 


3509538 3509660 1 


3532392 3532435 1 


DSM 316 16S ribosomal RNA, partial sequence 


Clostridia; 
342952 Bacteria_16S 


Clostridiales; 


Clostridiaceae; 
3616425 3616508 1 


Clostridia; 


44 


44 


124 


124 


124 


44 


3531057 3532455 Sarci 
Sarcina. 


83 


strain 1066 16S ribosomal RNA, partial sequence 


342952 Bacteria_16S 


3687703 3687824 1 


124 


strain GIH 16S ribosomal RNA, partial sequence 


342952 Bacteria_16S 


3689220 3689341 1 


124 


strain VIS 16S ribosomal RNA, partial sequence 


342952 Bacteria_16S 
strain IFO 15965 


342952 Bacteria_16S 
strain AS 4.1860 


342952 Bacteria_16S 


3903650 3903773 1 


4075936 4076019 1 


52975 


53009 90 


strain AS2 16S ribosomal RNA, partial sequence 


Firmicutes; 
342952 Bacteria_16S 


Lactobacillales; 


Enterococcaceae; 
121152 121273 1 


strain 136 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 


139416 139474 1 


strain ST26 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 


140945 141003 1 


124 gi| 219846293 |ref|NR_025883.1 
Cryptosporangiacea 
83 gi|219846169|ref|NR_025759.1 
nebacterineae; Nocardiacea 
124 gi| 265679029 |ref|NR_029337.1 
51487 53037 
Enterococcus. 
123 gi| 265678982 |ref|NR_029290.1 
119823 12132 
ococcineae; Cellulomonadac 
59 gi|265678970|ref|NR_029278.1 
138055 139531 Sanguibacter 
ococcineae; Sanguibacterac 
59 gi| 265678969 |ref|NR_029277.1 


strain ST50 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 
strain 55134 16S 


342952 Bacteria_16S 


aichiense strain 49005 16S ribosomal RNA, partial sequence 


145463 145521 1 


227996 228054 1 


59 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


59 


Clostridiales; 


gi| 219846732 


DSM 1911 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi|219846731 


gi|219846678 


gi|219846584 


gi|219846570 


gi|219846555 


gi|219846495 


3615060 36165 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219846446 


3686364 36878 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi|219846445 


3687881 36893 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


139582 14105 


gi| 265678966 
144082 14559 


gi|265678911 


Acetobacte 


Acetobacte 


Eubac 


Eubact 


Eubact 


Eub 


Eubact 


Acetobacte 


sequence 
Actinomycetales; 


sequence 
Actinomyceta 


ococcineae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Jo 
ref 


3276555 32780 
teriaceae; 


eriaceae; 


eriaceae; 


eriaceae; 


3357257 335877 


3508192 350966 
Micrococcineae; 


15 Mycobacterium 


8 Sanguibacter 
ococcineae; 


NR_026362.1 


NR_026329.1 


NR_026329.1 


NR_026328.1 


NR_026327.1 


NR_026327.1 


NR_026325.1 


NR_026324.1 


NR_026323.1 


NR_026270.1 


NR_026176.1 


NR_026162.1 
les; 


NR_026147.1 


na maxima Bacteria; 


NR_026087.1 


NR_026037.1 


NR_026036.1 


NR_029274.1 


nesiaceae; J 


Janibacter limosus 


21 Janibacter limosus Bacteria; 
Intrasporangiaceae; 


Janibacter. 
Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
rium. 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
rium. 


Acetobacterium 


23 Acetobacterium 
Acetobacterium. 


Acetobacterium 


3278074 3279532 Acetobacterium 
Acetobacterium. 


Acetobacterium 


3278074 3279532 Acetobacterium 
Acetobacterium. 


Acetobacterium 


3281102 3282570 Acetobacterium 
acteriaceae; Acetobacterium. 


Acetobacterium 


3282621 3284094 Acetobacterium 
Acetobacterium. 


Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 
rium. 


Brachybacterium 
0 Brachybacterium 


Micrococcineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
Cellulomonadaceae; 


Actinotalea. 
Microbacterium 
5 Microbacterium 


Sarcina maxima strain 
Firmicutes; 


Mycobacterium gadium 
gadium Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Enterococcus asini 


Enterococcus asini Bacteria; 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 


eae; Cellulomonas. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 
Sanguibacterac 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 


NR_029219.1 


Mycobacterium 


226632 228087 Mycobacterium aichiense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


342952 Bacteria_16S 
sphaeroides strai 
sphaeroides Bacte 


Rhodobacter. 


342952 Bacteria_16S 


sandarakina strai 


sandarakina Bacte 


Nesterenkonia. 


342952 Bacteria_16S 


strain RV-12x 16S 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

342952 Bacteria_16S 430490 430548 1 59 gi|265678768|ref|NR_029073.1 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Nesterenkonia. 

342952 Bacteria_16S 467271 467329 1 59 gi|265678740|ref|NR_029045.1 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteri 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

342952 Bacteria_16S 507260 507318 1 59 gi|265678714|ref|NR_029019.1 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Pseudonocardiaceae; Pseudonocardia. 

342952 Bacteria_16S 631714 631772 1 59 gi|265678630|ref|NR_028935.1 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytoco 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Der 
342952 Bacteria_16S 756628 756746 1 118 gi| 265678542 |ref|NR_028846.1 


VKM Ac-1800 16S r 


234032 234158 1 125 gi 


361570 361628 1 59 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


388789 388839 1 51 
ribosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 


montpellierensis 
montpellierensis 


342952 Bacteria_16S 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 


342952 Bacteria_16S 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


342952 Bacteria_16S 


pretiosum subsp. 


767321 767371 1 51 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
787297 787355 1 59 gi 
ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

816442 816500 1 59 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


’ 


915247 915313 1 67 gi 
pretiosum strain C-15003 16S ribosomal 


n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


387448 38884 


755262 75674 


> Mi 
ref 
uenc 


Vei 


ococcineae crobacteria 
265678535 
artial seq 
tridiales; 
265678521|ref 
quence 785920 78741 


e; Actinomycetales; 


e 76597 


265678502 
ence 81510 
ales; Pseu 


ref 
donocardineae; 


265678435 
RNA, part 


ref 


ial sequence 


NR_028839.1 


llonellacea 
NR_028825.1 


Strep 


NR_028805.1 
9 816530 Pseud 


NR_028737.1 


Cc 


8 


8 
t 


fe) 
P 


macoccaceae; 


e: 


265678907 |ref|NR_029215.1| Rhodobacter 

uence 232719 234184 Rhodobacter 

ia; Rhodobacterales; Rhodobacteraceae; 
265678814|ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
265678796|ref|NR_029101.1| Veillonella ratti 


3 Veillonella ratti Bacteria; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Rothia amarae strain 
a; Actinobacteria; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Kytococcus schroeteri 
ccus schroeteri 

Kytococcus. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Veillonella 

767386 Veillonella 
Veillonella. 
Streptomyces 
Streptomyces 
omycineae; 


v 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


342952 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


342952 Bacteria_16S 


strain YLM-32 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


342952 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


342952 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


342952 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


342952 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


342952 Bacteria_16S 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; 


Pseudonocardineae; Actinosynnemataceae 
963365 963399 90 124 gi 
n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
1077337 1077395 1 59 gi 
ribosomal RNA, partial sequence 
Micr 
1099989 1100047 1 59 gi 
in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
eae; Acrocarpospora. 

1272377 1272493 1 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1294857 1294907 1 51 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 
1302383 1302417 90 124 gi 


118 gi 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1305494 1305528 90 124 
ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 


1320694 1320744 1 


gi 


Si gi 


1075986 10774 


1271016 1272493 Desul 


1304017 13055 


; Actinosy 
265678403 
uence 

rococcacea 
265678325 


nnema. 
ref 2g 
961894 96340 
e; Enterococcus 
ref 
; Ra 
ref 

1098650 11000 
cetales; Strept 


ococcineae robacterace 
265678310 
1 sequence 


Actinomy 


, 


219846399 |ref 
fone 
fone 
ref 


1293463 12949 


ma magnum B 


eae; Desul ma. 


228715348 
sequence 
lococcus. 


219846639 |ref 


s; Thermoanaerobacterales 


219846460|ref 


s; Thermoanaerobacterales 


228715347|ref 


Staphylococcus. 


NR_028705.1 


NR_028627.1 


78 Rarobacter incanus Bacteria; 


NR_028612.1 


NR_025990.1 


NR_027520.1 


NR_026231.1 
27 Caldicellulosiruptor lactoaceticus 6A 


NR_026051.1 
55 Caldicellulosiruptor owensensis OL 


NR_027519.1 
1319300 1320791 Staphylococcus 


6 


a 


9 


fe) 


a 


5 


Enterococcus 
Enterococcus 


Rarobacter incanus 

e; Rarobacter. 
Acrocarpospora 

8 Acrocarpospora 


sporangineae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Staphylococcus equorum 
6 Staphylococcus equorum 


Caldicellulosiruptor 
Family III. Incertae 
Caldicellulosiruptor 


Family III. Incertae 


Staphylococcus capitis 


342952 Bacteria_16S 


Cc 
Cc 


carnosus subsp. 
carnosus subsp. 


342952 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


342952 Bacteria_16S 
16S ribosomal RNA, partial sequence 1417633 14190 
Clostridiales Fa 


strain s840-96-2 
Firmicutes; Clost 


342952 Bacteria_16S 


strain GD521 16S 


1322236 1322286 1 51 gi 


ridia; Clostridiales; 
1434427 1434477 1 oa | 


ribosomal RNA, partial sequence 


gi 


22 


mily XI. 
224581433 
1433051 14345 


8715346 


I 


ref|NR_027518.1|] Staphylococcus 


arnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
arnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1325402 1325436 90 124 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
7R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
7R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
tae Sedis; Caldicellulosiruptor. 

1418992 1419038 1 47 gi|224581446|ref|NR_027228.1| Helcococcus ovis 


55 Helcococcus ovis Bacteria; 

ncertae Sedis; Helcococcus. 
ref|NR_027215.1| Staphylococcus felis 
25 Staphylococcus felis Bacteria; 


Firmicutes; Bacillales; Staphylococcus. 

342952 Bacteria_16S 1588751 1588785 90 124 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

342952 Bacteria_16S 1591736 1591794 1 59 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

342952 Bacteria_16S 1747212 1747270 1 59 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

342952 Bacteria_16S 1753363 1753397 90 124 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


strain LMG 18422 
Firmicutes; Bacil 


342952 Bacteria_16S 


decolorationis st 
decolorationis Ba 


342952 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


342952 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


342952 Bacteria_16S 
16S ribosomal RNA, partial sequence 1932811 19342 


strain DSM 12838 


Proteobacteria; D 


342952 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


342952 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


342952 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain ATCC 51384 
Actinobacteria; A 


342952 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


342952 Bacteria_16S 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


342952 Bacteria_16S 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


lales; Bacillaceae; Bacillus. 

1803249 1803283 90 124 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1843091 1843125 90 124 gi 


S ribosomal RNA, partial sequence 


eltaproteobacteria; Desulfovibrionales 
1941761 1941795 90 124 gi 


lales; Bacillaceae; Bacillus. 

2054800 2054858 1 59 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
2124906 2124940 90 124 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2126462 2126496 90 124 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2136913 21369711 59 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2191481 2191523 1 43 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
2195945 2196003 1 59 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2258176 2258234 1 59 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


’ 


gi 


gi 


, 


342952 Bacteria_16S 


2290356 2290435 1 82 gi 


16S ribosomal RNA, partial sequence 1751903 17534 


ia 
ac 


lales; Bacillaceae; Bacillus. 
1858128 1858162 90 124 gi| 219878296 
6S ribosomal RNA, partial sequence 1856650 18581 
bacillales; Carnobacteriaceae; Trichococcus. 
1909769 1909803 90 124 gi| 219878257 
in CCUG 43001 16S ribosomal RNA, partial sequenc 
eria; Firmicutes; Lactobacillales; Aerococcaceae 
1934184 1934250 1 67 gi| 219878239 


v 


al 
e; 


neb 


en 
il 


c 
1 
que 
e; 


se 
Ac 


219878334 
1 sequen 
eae; 
219878307 
1841624 18431 


219878155 


219857652 
2123444 21249 


219857 
2125001 21265 
219857 


219857 


219857602 


219857561 


219857539 


Bac 


Desulfomicro 
219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


sequenc 
Actinom 


651 


644 

21355 
acterin 
605 
e 21901 
us. 


nce 
Actinom 


quence 
tinomyc 


04 Bacillus luciferensis Bacteria; 


ref|NR_025473.1| Bacillus 

ce 1801788 1803290 Bacillus 

illus. 

ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


ref|NR_025435.1| Trichococcus palustris 
69 Trichococcus palustris Bacteria; 
ref|NR_025396.1] Aerococcus 


e 1908318 190981 
; Aerococcus. 
ref|NR_025378.1| Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 
biaceae; Desulfomicrobium. 
ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


6 Aerococcus 


ref|NR_025294.1 
e 2053442 205491 
ycetales; Strept 


Streptomyces 
9 Streptomyces 
omycineae; 


ref|NR_025241.1| Bacillus aquimaris 
50 Bacillus aquimaris Bacteria; 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025193.1 
08 2191561 Amphib 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Amphibacillus 

acillus fermentum 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


ref |NR_025190.1 
194621 219603 


ycetales; Coryne 


ND 


ref|NR_025149.1| Streptomyces 
2256827 2258294 Streptomyces 
etales; Streptomycineae; 


ref|NR_025127.1| Lachnobacterium bovis 


strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 


342952 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain ATCC 43186 
Firmicutes; 


Bacillales; Bacil 


342952 Bacteria_16S 


sphaerica strain 


sphaerica Bacteri 


Streptosporangiac 


342952 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


342952 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


342952 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


342952 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


342952 Bacteria_16S 
pasteuri strain ATCC51129 


pasteuri Bacteria 


342952 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


342952 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


342952 Bacteria_16S 
delphini strain ATCC 4917 


delphini Bacteria 


342952 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


342952 Bacteria_16S 
arlettae strain ATCC 43957 16S ribosomal RNA, partial s 


arlettae Bacteria 


342952 Bacteria_16S 


macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 


342952 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


342952 Bacteria_16S 


strain F98.3HR69 


kuznetsovii strai 
kuznetsovii DSM 6 


342952 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


342952 Bacteria_16S 


strain DSM 20315 


strain DSM 20032 
Actinobacteria; A 


342952 Bacteria_16S 


Lactobacillales; 
342952 Bacteria_16S 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
342952 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


2382657 2382691 90 124 
ribosomal RNA, partial sequence 


gi 


lales; Bacillaceae; Bacillus. 
2590270 2590304 90 124 gi|219857275|ref|NR_024906.1 
16S ribosomal RNA, partial sequence 2588800 2590328 Entero 


Enterococ 
59 gi 


Enterococcaceae; 
2689036 2689094 1 


2699515 2699549 90 124 


gi 
laceae; Bacillus. 

2753343 2753401 1 59 gi 
JCM 9374 16S ribosomal RNA, partial se 
eae; Planomonospora. 

2772953 2773011 1 59 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 

2870372 2870406 90 124 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2879842 2879876 90 124 gi 


Ac 


, 


ar 
(Bi 


laceae; Bacillus. 
2908589 2908639 1 51 
ATCC 51145 16S ribosomal RNA, 
a; Firmicutes; Bacillales; 
2910135 2910185 1 


gi 
partial 
Staphylococ 
51 gi 
16S ribosomal RNA, partial se 
utes; Bacillales; Staphylococc 
2911679 2911729 1 51 gi 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2913221 29132711 51 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2914765 2914815 1 51 gi 
1 16S ribosomal RNA, partial s 
; Firmicutes; Bacillales; Staphylococc 
2916308 2916358 1 51 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2917850 2917900 1 51 


se 
cu 


qu 


; Firmic 


1 
oc 


us 


gi 
eq 
us 


; Firmicutes; 


Bacillales; Staphylococc 
2978324 2978382 1 59 gi 
n A1201 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3023881 3023939 1 59 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3099483 3099541 1 


ue 


v 


2 
er 
59 gi 
oc 
3156739 3156797 1 59 gi 
n DSM 6115 16S ribosomal RNA, partial 

115 Bacteria; Firmicutes; Clostridia; 

3217444 3217564 1 122 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3453499 3453557 1 59 gi 


se 
cl 


en 


, 


oc 


3455025 3455083 1 59 gi 


ctinobacteridae; Actinomycetales; Microc 


cus. 
219857197 


ne 


219857472 
2381197 23827 


s 


891 
bacte 


219857151 
qu 
a; Actinobacteria; Actinobacteridae; Act 


ence 
inomy: 


219857136 
eq 


uence 


219856878 
tial seq 


llaceae; 


219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


219856851 


quence 
s 


219856850 


ence 


us. 
219856849 
sequence 


cus. 


219856848 


29118 


219856847 
eq 


uence 


219856846 


29149 


219856845 


uence 


219846938 


nce 


Actinomyc 


219846908 


sequence 
idae; Ac 


219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 


quence 


ce 32160 
Streptoc 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 


occineae 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 


occineae 


3535478 3535512 90 124 gi 


219846553 


pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


rin 
219857189 


2698052 2699555 Bacil 


cet 


tinomyce 


occineae; 
219846818 


ostridia 
219846776 


ref|NR_025060.1 


ref |NR_024825.1 


Nocardiacea 
NR_024817.1 
asahii Bacte 


eae; 
ref 
lus 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


, 


ref|NR_024764.1 
2771601 277308 
tales; Streptomy 


ref 
uenc 
Bac 
ref 
lus 


NR_024697.1 
e 286889 
illus; Bacil 
NR_024691.1 
flexus Bacte 


ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref |NR_026530.1 
2976976 297845 
etales; Streptom 


ref|NR_026500.1 
3022528 302398 
tinomycetales; C 


ref|NR_026448.1 
44 Arthrobacter 
3; Micrococcacea 
ref |NR_026410.1 

3155325 315690 
les; Peptococcac 
ref|NR_026368.1 
71 3217589 Strept 
occus. 
ref|NR_026200.1 
> Mi 
ref 


crococcaceae 
NR_026199.1 


; Micrococcaceae 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Bacillus asahii strain 
ria; Firmicutes; 


Planomonospora 
5 Planomonospora 
rangineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Bacillus flexus strain 
ria; Firmicutes; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 


Streptomyces 
9 Streptomyces 
ycineae; 


Gordonia 
4 Gordonia 


orynebacterineae; 


Arthrobacter rhombi 


rhombi Bacteria; 
e: 


Arthrobacter. 
Desulfotomaculum 

1 Desulfotomaculum 
eae; Desulfotomaculum. 
Streptococcus 
ococcus thoraltensis 


’ 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


ref |NR_026145.1 
3534017 353553 


Bacillus 
4 Bacillus 


342952 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


3537045 3537079 90 124 


gi 


Bacillus. 
124 


lales; Bacillaceae; 
3538601 3538635 90 gi 
Bacillus. 

124 


lales; Bacillaceae; 
3544855 3544889 90 
6S ribosomal RNA, 
lales; Bacillaceae; 


gi 


Bacillus. 


219846552 


6S ribosomal RNA, partial sequence 3535585 35370 


219846551 


6S ribosomal RNA, partial sequence 3537139 35386 


219846547 


complete sequence 3543393 35448 


ref|NR_026144.1| Bacillus halmapalus 
88 Bacillus halmapalus Bacteria; 
ref|NR_026143.1| Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


342952 Bacteria_16S 3546411 3546445 90 124 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 3723949 3723983 90 124 gi|219846419|ref|NR_026010.1| Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 3728260 3728318 1 59 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

342952 Bacteria_16S 3745797 3745855 1 59 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


342952 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


342952 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


342952 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


342952 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


342952 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


342952 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


342952 Bacteria_16S 


argentinense stra 
argentinense Bact 


342952 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


342952 Bacteria_16S 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


342952 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain QH3A7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


342952 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


ibosomal RNA, partial sequence 
Stre 
3845602 3845652 1 51 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

3872920 3872954 90 124 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3874507 3874541 90 124 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 
4032214 4032339 1 124 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4035318 4035443 1 124 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4132049 4132083 90 


gi 


124 gi 


SF-57 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Marin 
4172183 4172217 90 124 gi 


S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
4222358 4222392 90 


Vagococcu 
124 gi 
laceae; Anaerobacillus. 

206710 206747 91 128 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
208245 208278 92 125 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
209800 209833 92 125 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
269034 269091 1 58 gi 
strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 
424365 424398 91 124 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
490300 490357 1 58 
ribosomal RNA, complete sequence 


gi 


543768 543825 1 

osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
583310 583359 75 124 


58 gi 


gi 


3744485 37458 
osporang 


pt 
219846332 


3844228 38456 


4220889 4222400 Bacil 


422881 42442 


ibosomal RNA, partial sequence 


96 Nonomuraea fastidiosa Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025922.1| Staphylococcus warneri 
97 Staphylococcus warneri Bacteria; 


219846314|ref|NR_025904.1| Gemella morbillorum 
3871442 3872977 Gemella morbillorum Bacteria; 
Sedis; Gemella. 
219846313]|ref|NR_025903.1| Gemella haemolysans 
3873028 3874564 Gemella haemolysans ATCC 10379 
Incertae Sedis; Gemella. 
219846202|ref|NR_025792.1]| Glycomyces algeriensis 
4030856 4032350 Glycomyces algeriensis 
ales; Glycomycineae; Glycomycetaceae; Glycomyces. 
219846200|ref|NR_025790.1| Glycomyces 
rtial sequence 4033950 4035456 Glycomyces 
e; Actinomycetales; Glycomycineae; 
219846126|ref|NR_025716.1| Marinibacillus 
ence 4130588 4132093 Marinibacillus campisalis 
ibacillus. 
219846099 |ref|NR_025689.1| Vagococcus carniphilus 
4170715 4172227 Vagococcus carniphilus Bacteria; 
Ss. 
219846060|ref|NR_025650.1| Bacillus macyae strain 


lus macyae Bacteria; Firmicutes; 
265678926 |ref|NR_029234.1] Taylorella 
sequence 205252 206750 Taylorella 
ria; Burkholderiales; Alcaligenaceae; Taylorella. 
265678924|ref|NR_029232.1| Clostridium 
al sequence 206801 208304 Clostridium 
iales; Clostridiaceae; Clostridium. 
265678923 |ref|NR_029231.1| Clostridium sporogenes 
208355 209857 Clostridium sporogenes 
idiaceae; Clostridium. 
265678881|ref|NR_029187.1| Actinomadura cremea 
rtial sequence 267723 269132 Actinomadura 
nobacteridae; Actinomycetales; 
265678772|ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


265678725 |ref|NR_029030.1| Jonesia quinghaiensis 
488917 490451 Jonesia quinghaiensis Bacteria; 

ococcineae; Jonesiaceae; Jonesia. 

265678690|ref|NR_028995.1| Deferribacter abyssi 
542382 543900 Deferribacter abyssi Bacteria; 

Deferribacter. 

265678664|ref|NR_028969.1| Caldithrix abyssi 


581868 583371 Caldithrix abyssi Bacteria; 


342952 Bacteria_16S 607307 607356 1 50 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

342952 Bacteria_16S 607395 607428 91 124 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

342952 Bacteria_16S 624016 624136 1 124 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

342952 Bacteria_16S 719429 719478 1 50 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

342952 Bacteria_16S 719517 719550 91 124 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

342952 Bacteria_16S 831731 831780 1 50 gi| 265678492 |ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

342952 Bacteria_16S 875533 875590 1 58 gi| 265678462 |ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

342952 Bacteria_16S 890636 890693 1 58 gi|265678451|ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

342952 Bacteria_16S 898343 898376 90 123 gi|265678446|ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

342952 Bacteria_16S 1035130 1035179 1 50 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

342952 Bacteria_16S 1057933 1058058 1 125 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

342952 Bacteria_16S 1107560 1107617 1 58 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

342952 Bacteria_16S 1109106 1109163 1 58 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

342952 Bacteria_16S 1133322 1133379 1 58 gi| 253680768 |ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

342952 Bacteria_16S 1218034 1218091 1 58 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

342952 Bacteria_16S 1346736 1346856 1 124 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

342952 Bacteria_16S 1528163 1528220 1 58 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

342952 Bacteria_16S 1535711 1535768 1 58 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

342952 Bacteria_16S 1605668 1605725 1 58 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

342952 Bacteria_16S 1607209 1607266 1 58 gi|219878472|ref|NR_025611.1| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

342952 Bacteria_16S 1760946 1761066 1 124 gi|219878365|ref|NR_025504.1| Brachybacterium 


sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 


1759669 176107 


3 Brachybacterium 


sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 


Brachybacterium. 

342952 Bacteria_16S 1762467 1762587 1 124 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

342952 Bacteria_16S 1771421 1771478 1 58 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

342952 Bacteria_16S 1952529 1952586 1 58 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
342952 Bacteria_16S 2164109 2164142 92 125 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

342952 Bacteria_16S 2356774 2356898 1 125 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

342952 Bacteria_16S 2451060 2451109 1 50 gi|219857419|ref|NR_025007.1| Laceyella putida 


strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 24511 
la. 
219857168 
ence 

illaceae 
219857152 


Firmicutes; Bacil 


342952 Bacteria_16S 
sendaiensis strai 
sendaiensis Bacte 
342952 Bacteria_16S 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


342952 Bacteria_16S 


parontospora subs 


Planomonospora parontospora subsp. 


Actinomycetales; 


342952 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


342952 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


342952 Bacteria_16S 


strain DSM 43678 


strain DSM 43311 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 

342952 Bacteria_16S 3311429 3311486 1 58 gi|219846713|ref|NR_026305.1 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 33114 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
342952 Bacteria_16S 3360184 3360304 1 124 gi| 219846677 |ref|NR_026269.1 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 336033 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Dermabacteraceae; Brachybacterium. 

342952 Bacteria_16S 3367841 3367898 1 58 gi|219846672|ref|NR_026264.1 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 336795 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Streptosporangiaceae; Streptosporangium. 

342952 Bacteria_16S 3370837 3370894 1 58 gi|219846670|ref|NR_026262.1 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 337094 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptospora 
Streptosporangiaceae; Streptosporangium. 

342952 Bacteria_16S 3372334 33723911 58 gi|219846669|ref|NR_026261.1 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangium. 

342952 Bacteria_16S 3399558 3399615 1 58 gi|219846646|ref|NR_026238.1 


lales; Thermoactinomycetaceae; Laceyel 
2729728 2729777 1 50 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2751847 2751904 1 58 gi 
in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
eae; Microtetraspora. 

2822664 28227211 58 gi 
antibiotica strain JCM 3094 16S rib 


ac 


qu 


, 


p- OSs 
Streptosporangineae; Streptosporangiac 
2875119 2875152 91 124 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
3148988 3149108 1 124 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ea 


s 
ba 


al 


3250715 3250772 1 58 gi 
Stre 


gi 


pt 


3252215 3252272 1 58 


qu 


enc 


e; 


Cit 


es; 


e 


Actinomy 


219856909 
omal RNA, 
antibiotica Bacteria; Actinobacteria; 
Plano: 
219856875 
equence 


lus. 


219846823 
31476 
Cory 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 


osporang 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


ref |NR_024796.1 
2728379 272981 
; Alicyclobacill 
ref |NR_024780.1 
2750506 275194 
cetales; Strepto 


ref 
pa 


NR_024730.1 
rtial sequen 


monospora. 
ref|NR_024694.1 
2873633 287517 


ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 
ref |NR_026346.1 


inea 
ref 


e; Streptosp 
NR_026345.1 


92 Laceyella putida Bacteria; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 

Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Pullulanibacillus 
2 Pullulanibacillus 


Corynebacterium 
bacterium falsenii 


orynebacteriaceae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 

Brachybacterium 
2 Brachybacterium 
ccineae; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 


Streptosporangiaceae; 


Arthrobacter 


3398202 339968 


5 Arthrobacter 


342952 Bacteria_16S 
protophormiae str 
protophormiae Bac 


3459577 3459634 1 58 gi 


Micrococcaceae; Arthrobacter. 


342952 Bacteria_16S 
nicotianae strain 


3467187 3467244 1 58 gi 
DSM 20123 16S ribosomal RNA, partial 


nicotianae Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 


342952 Bacteria_16S 
strain DSM 8716 1 


Firmicutes; 


3543300 3543333 91 124 


gi 
Bacillaceae; Bacillus. 
3584323 3584356 92 125 gi 
Firmicutes; Clostridia; 
3678692 3678749 1 58 gi 
Deferribacteres; 


3725347 3725404 1 58 gi 


verrucosospora strain A-184 16S ribosomal RNA, partial 


verrucosospora Ba 
Thermomonosporaceae; 
342952 Bacteria_16S 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 37327 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 
342952 Bacteria_16S 3735556 3735613 1 58 gi|219846411 


subsp. 
subsp. 


Actinomadura. 
3732628 3732685 1 


58 gi 


aerata strain P132 16S ribosomal RNA, partial sequence 
aerata Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Microbispora. 


342952 Bacteria_16S 3738475 3738532 1 58 gi| 219846409 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
342952 Bacteria_16S 3741404 3741461 1 58 gi| 219846407 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 37400 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Microtetraspora. 

342952 Bacteria_16S 3742867 3742924 1 58 gi|219846406 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Microtetraspora. 
342952 Bacteria_16S 3744331 3744388 1 58 gi| 219846405 


strain IFO 14094 


342952 Bacteria_16S 17880 18002 1 125 gi| 265679052 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 131842 131874 92 124 gi| 265678975 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 13190 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

342952 Bacteria_16S 284285 284329 79 123 gi| 265678871 


vibrioformis strain B54 16S ribosomal RNA, 
vibrioformis Bacteria; 


Desulfobacter. 


342952 Bacteria_16S 
strain MB312 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; R 
342952 Bacteria_16S 
delbrueckii subsp. 

Lactobacillus delbrueckii subsp. 


Lactobacillus. 


342952 Bacteria_16S 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


3747255 3747312 1 58 gi 


3748718 3748775 1 58 gi 


4121321 41213781 58 gi 


Proteobacteria; 


352670 352738 1 69 
ribosomal RNA, partial sequence 


gi 


381123 381246 1 125 gi 
indicus strain NCC725 16S ribosomal 


391937 391981 81 125 gi 


ain DSM 20168 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 3541838 35433 
Bacillales; 
342952 Bacteria_16S 

thermopalmarium s 
thermopalmarium Bacteria; 
342952 Bacteria_16S 
thermophilus stra 
thermophilus Bacteria; 
342952 Bacteria_16S 


train BVP 16S ribosomal RNA, partial sequence 
Clostridiales; 


in BMA1 16S ribosomal RNA, partial sequence 


Deferribacterales; 


cteria; Actinobacteria; Actinobacteridae; 


3741557 37429 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 
strain IFO 13155 


Streptosporang 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 
strain IFO 14745 


Streptosporang 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 
strain KMM 3637 1 


Streptosporang 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


complete sequence 
Deltaproteobacteria; 


351363 35277 


indicus Bacteria; 


219846603 
sequenc 


219846598 
sequence 


219846548 


219846520 


219846452 


Deferr 

219846418 
sequence 
Actino: 


219846413 


219846403 


219846402 


219846137 


Desul 


265678823 


265678801 
RNA, parti 


Actinomycetales; 


Actinomycetales; 


Firmicutes; 


ref|NR_026195.1] Arthrobacter 
e 3458220 3459692 Arthrobacter 


Actinomycetales; Micrococcineae; 


Arthrobacter 
3465830 3467301 Arthrobacter 
Micrococcineae; Micrococcaceae; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


ref|NR_026112.1| Clostridium 
3582883 3584385 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_026043.1| Deferribacter 
3677295 3678845 Deferribacter 
ibacteraceae; Deferribacter. 
ref|NR_026009.1| Actinomadura 
3724040 3725450 Actinomadura 
mycetales; Streptosporangineae; 


ref|NR_026004.1| Actinomadura coerulea 
31 Actinomadura coerulea Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_026002.1| Microbispora rosea 
3734241 3735655 Microbispora rosea 
Streptosporangineae; 


ref|NR_026000.1| Nonomuraea recticatena 
77 Nonomuraea recticatena Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025998.1| Microtetraspora 


91 3741506 Microtetraspora niveoalba 
ptosporangineae; Streptosporangiaceae; 
ref|NR_025997.1| Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_025996.1| Nonomuraea ferruginea 
34 Nonomuraea ferruginea Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025994.1| Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025993.1| Nonomuraea africana 

20 Nonomuraea africana Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025727.1| Brevibacterium celere 
73 Brevibacterium celere Bacteria; 

; Brevibacteriaceae; Brevibacterium. 


ref|NR_029360.1| Lactobacillus perolens 
Lactobacillus perolens Bacteria; 
ref|NR_029283.1| Chrysiogenes arsenatis 


2 Chrysiogenes arsenatis Bacteria; 


ref|NR_029177.1] Desulfobacter 
282818 284333 Desulfobacter 
fobacterales; Desulfobacteraceae; 


ref|NR_029128.1| Rhodobium orientis 
0 Rhodobium orientis Bacteria; 
hodobium. 

ref|NR_029106.1| Lactobacillus 


379741 381255 
Lactobacillales; Lactobacillaceae; 


al sequence 


265678794 
39048 


ref |NR_029099.1| Chitinimonas 
2 392023 Chitinimonas taiwanensis 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 


342952 Bacteria_16S 447532 447576 81 125 
strain E7107 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
342952 Bacteria_16S 551499 551622 1 125 gi 


gi 


446125 44760 


versmoldensis str 


ain KU-3 16S ribosomal RNA, partial se 


265678757 


Acetobacte 
265678685 
quence 


versmoldensis Bac 
342952 Bacteria_16S 
strain CK55 16S r 
Firmicutes; Clost 
342952 Bacteria_16S 
strain SK3 16S ri 
Firmicutes; Lacto 
342952 Bacteria_16S 
quisquiliarum str 
quisquiliarum Bac 
342952 Bacteria_16S 
gallinaceus strai 
gallinaceus Bacteria; 
342952 Bacteria_16S 


Mi268 16S ribosomal RNA, partial sequence 
Weissella. 


Lactobacillales; 
342952 Bacteria_16S 

506 16S ribosomal RNA, 
Alphaproteobacteria; 
342952 Bacteria_16S 
tianshanense stra 


teria; 


bosomal RNA, 


bacillales; 


Firmicutes; 


Rhizobiales; 


Firmicutes; 
653028 653096 1 


Clostridiales; 
1021379 1021494 1 
complete s 
Streptococc 
1047431 1047479 1 


Firmicutes; Baci 
1225541 1225664 1 


1288857 1288981 1 


1306912 1306980 1 


complete sequence 


1486031 1486153 1 


Lactobacillales; 


69 


ibosomal RNA, partial sequence 


ridia; Clostridiaceae; 


117 
equence 


aceae; 
49 


s 


ain BLx 16S ribosomal RNA, partial seq 
teria; 


llales; 
124 


n CCUG 42692 16S ribosomal RNA, partia 
Lactobacillales; 


125 
128 


69 
130 


Xanthobacteraceae; 


125 


Lactobacilla 
gi| 265678615 
651676 65311 
Clostridiu 
gi| 265678364 
1019984 10214 
treptococcus. 
gi| 265678347 
uence 
ceae; Cera 
219878314 
1 sequence 
Streptococcace 
gi| 219846052 
7447 1289004 Weiss 


Bacilla 
gi 


gi| 219846269 
5606 1307012 Stark 
Starkeya. 
gi| 219857250 
ence 


tianshanense Bact 
Mesorhizobium. 


342952 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1541893 15419641 72 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 


342952 Bacteria_16S 1657150 1657272 1 125 gi 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobact 
342952 Bacteria_16S 1750230 1750354 1 125 gi 
strain LMG 1746 1 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
342952 Bacteria_16S 1751722 1751846 1 125 gi 
strain LMG 1625 1 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
342952 Bacteria_16S 2108177 2108213 89 125 gi 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, compl 
illinoisensis Bacteria; Proteobacteria; Gammaproteobact 
Alkanindiges. 
342952 Bacteria_16S 2221667 2221735 1 
strain 7d 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
342952 Bacteria_16S 2223077 2223145 1 69 gi 
aminoxidans strain 14a 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
342952 Bacteria_16S 2358305 2358426 1 124 gi 
strain ATCC 49929 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Propioniferax. 
342952 Bacteria_16S 2995040 2995162 1 125 gi 
larrymoorei strain AF3.10 16S ribosomal RNA, partial se 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacter 
Rhizobium/Agrobacterium group; Agrobacterium. 

342952 Bacteria_16S 3069334 3069458 1 124 gi 
esteraromaticum strain DSM 8609 16S ribosomal RNA, part 
esteraromaticum Bacteria; Actinobacteria; Actinobacteri 
Microbacteriaceae; Microbacterium. 

342952 Bacteria_16S 3102406 3102527 1 124 
strain Z-7934 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
342952 Bacteria_16S 3132408 3132530 1 125 gi 
plurifarium strain LMG 11892 16S ribosomal RNA, partial 
plurifarium Bacteria; Proteobacteria; Alphaproteobacter 
Mesorhizobium. 


69 gi 


gi 


6S ribosomal RNA, partial sequence 1748919 17503 


6S ribosomal RNA, partial sequence 175041117518 


2220358 22217 


3101054 31025 


qu 
ria; Rhizo 
219857375 
ial sequen 
Actinomyc 


219878437 
sequence 
eria; Rhiz 
219878374 


Acetobacte 
219878373 


Acetobacte 
219878115 
ete sequen 
eria; Pseu 


219857585 


obacterace 
219857584 
nce 22217 
les; Xanth 
219857489 
23569 
ales; Prop 
219846927 
quence 

ia; Rhizob 


’ 


219846876 
ial sequen 
dae; Actin 


219846854 


Tindallia. 
219846834 
sequence 


ia; Rhizob 


342952 Bacteria_16S 3352412 3352533 1 124 


gi 


ref |NR_029062.1 
raceae; Roseomon 
ref|NR_028990.1 

550095 551652 
ceae; Lactobacil 
ref |NR_028920.1 


m. 
ref|NR_028666.1 
95 Streptococcus 


ref |NR_028649.1 
1046039 104752 
sibacillus. 
ref|NR_025453.1 
1224170 122567 
Streptococcu 
NR_025642.1 
soli Bacter 


ae; 
ref 
ella 


ref 
eya 


NR_025859.1 
novella Bact 


ref|NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025513.1 


race 
ref 


ae; Acetobac 
NR_025512.1 


raceae; Acetobac 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ref|NR_025173.1 
41 Xanthobacter 
ae; Xanthobacter 
ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


ref|NR_026519.1 
2993732 299516 
iales; Rhizobiac 


ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 


ref|NR_026446.1 


ref|NR_026426.1 
131100 313253 


iales; Phyllobac 


Ww 


219846683 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Lactobacillus 
Lactobacillus 

lus. 
Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Streptococcus 
1 Streptococcus 
Ss. 

Weissella soli strain 
ia; Firmicutes; 


Starkeya novella DSM 
eria; Proteobacteria; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Alkanindiges 

9 Alkanindiges 

axellaceae; 


Xanthobacter viscosus 


viscosus Bacteria; 


Xanthobacter 

bacter aminoxidans 
nthobacter. 
Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Agrobacterium 
8 Agrobacterium 
eae; 


Microbacterium 
0 Microbacterium 


ococcineae; 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


ref|NR_026275.1 


Agrococcus jenensis 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 


342952 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; 


strain CNS 2-75 1 


Ruminococcaceae. 


342952 Bacteria_16S 
strain NZP 2213 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
342952 Bacteria_16S 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


342952 Bacteria_16S 


cyanea strain NA134 16S ribosomal RNA, partial sequence 1 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

342952 Bacteria_16S 25628 25671 1 44 gi| 265679047 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; C 
342952 Bacteria_16S 27103 27142 1 40 gi| 265679046 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
342952 Bacteria_16S 33260 33382 1 124 gi| 265679042 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacterium. 

342952 Bacteria_16S 60536 60571 89 124 gi| 265679024 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
342952 Bacteria_16S 62084 62119 89 124 gi| 265679023 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
342952 Bacteria_16S 95150 95185 90 125 gi| 265679000 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
342952 Bacteria_16S 137857 137979 1 124 gi| 265678971 
strain 27 16S ribosomal RNA, partial sequence 136495 13800 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
342952 Bacteria_16S 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 
formicaceticum Bacteria; 
342952 Bacteria_16S 
arborescens strain DSM 20754 16S ribosomal RNA, partial 


Clostridia; 
342952 Bacteria_16S 

liquefaciens strain IFO 12388 16S ribosomal RNA, partial 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; 
Gluconacetobacter. 
342952 Bacteria_16S 


1350 


3526264 3526384 1 
6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiales; Clostridiaceae; 


3555516 3555640 1 


3684629 36847511 
6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 
342952 Bacteria_16S 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial seque 
cellulosolvens ATCC 35603 Bacteria; 


3851552 38516711 


3968169 3968291 1 


4001862 4001986 1 


156197 156232 89 


Firmicutes; 
159211 159333 1 


124 


125 


125 


124 
Firmicutes; 


125 


125 


1473 1 124 


124 


Clostridia; 
124 


gi 


gi 


gi 


gi 


Clostridia; 


gi 


complete sequence 3966839 39683 


gi 


gi 


gi 


Clostridiales; 


gi 


arborescens Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 


219846559 


219846540 
sequence 
Rhodo 
219846448 


(e} 
219846328 


Clost 


219846247 


219846224 
Sphingo 


265679063 


265678959 


c 
265678957 
sequence 


Actinomycetales; 


ref|NR_026151.1 


ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref|NR_025918.1 
nce 385021 
ridiales; Rumino 


ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025814.1 

4000552 400199 
monadales; Sphin 


ref |NR_029371.1 
1489 Saccha 
donocardineae; P 


ref |NR_029355.1 

24277 25711 
lostridiaceae; C 
ref |NR_029354.1 


m. 
ref|NR_029350.1 

33385 Microb 
ococcineae; Micr 
ref |NR_029332.1 


aceae; Xanthomon 
ref|NR_029331.1 


aceae; Xanthomon 
ref |NR_029308.1 

Lactobacillus 
ref|NR_029279.1 
; Cellulomonadac 
ref |NR_029267.1 

154728 156242 
lostridiaceae; C 
ref |NR_029265.1 

157869 159336 


342952 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


342952 Bacteria_16S 


Firmicutes; Clos 


342952 Bacteria_16S 


Firmicutes; 


342952 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; 


Sedimentibacter. 


Clostridium colinum 


07 Clostridium colinum Bacteria; 
Clostridium. 


Gluconacetobacter 


7 Gluconacetobacter 
tobacteraceae; 


Ochrobactrum anthropi 


anthropi Bacteria; 


Bacteroides 


8 3851681 Bacteroides 
coccaceae; 


Mesorhizobium 
loti Bacteria; 


um. 


Sphingopyxis 


5 Sphingopyxis 
gomonadaceae; 


Saccharomonospora 


romonospora cyanea 
seudonocardiaceae; 


Clostridium 
Clostridium 


lostridium. 
Clostridium roseum 
Clostridium roseum Bacteria; 


Microbacterium 


acterium flavescens 
obacteriaceae; 


loti 


unclassified 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 
as. 


Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 
as. 


Lactobacillus lindneri 


lindneri Bacteria; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 
eae; 


Oerskovia. 
Clostridium 
Clostridium 


lostridium. 


Microbacterium 
Microbacterium 


Micrococcineae; 


Microbacterium. 
165373 165408 90 125 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
185095 185154 65 124 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
tridia; Clostridiales; Clostridiaceae; Clostridium. 
201947 201990 1 44 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
329847 329890 1 44 gi|265678841|ref|NR_029146.1| Sedimentibacter 
strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
345382 345417 90 125 gi|265678828|ref|NR_029133.1| Lactobacillus pentosus 


342952 Bacteria_16S 


strain 124-2 16S 
Firmicutes; 


Lactobacillales; 
342952 Bacteria_16S 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


413609 413644 90 125 gi 


343905 34542 
Lactobacillus. 
265678779 


gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


3 Lactobacillus 


ref|NR_029084.1 


12124 413673 


rs 


pentosus Bacteria; 


Lactobacillus 
Lactobacillus 


342952 Bacteria_16S 


strain 3wC2 16S r 
Firmicutes; Clost 


342952 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


342952 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


342952 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


342952 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


342952 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


342952 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


342952 Bacteria_16S 


juglandis str 
juglandis Bac 


pv. 
pv. 
Xanthomonas. 


342952 Bacteria_16S 


strain TH-23 16S 


Firmicutes; Bacil 


342952 Bacteria_16S 


strain R7 16S rib 


Proteobacteria; G 


342952 Bacteria_16S 


strain DSM 20127 


590699 590738 1 40 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

639429 639464 89 124 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
648677 648759 1 83 gi 


gi 


Actinomycetales; Micrococcineae; Micr 
868201 868236 89 124 gi 


ammaproteobacteria; Xanthomonadales; X 
910659 910718 65 124 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
1175850 1175889 86 125 gi 
osomal RNA, partial sequence 


cl 


en 


na 


oc 


an 


qu 


265678659 
589361 59079 


265678625 
265678619 
somal RNA, partial sequence 647310 648789 Kocur 


265678467 
16S ribosomal RNA, partial sequence 866725 86827 


265678438 
iales; 


228718578 
1174405 11758 


ref|NR_028964.1 


ostridium. 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028924.1 
ia polaris Bacte 
occaceae; Kocuria. 


ref|NR_028770.1 


ce 63798 
dales; X 


thomonadaceae; Xanthomon 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 


ref|NR_027574.1 


ence 
Clo 


acteria; Gammaproteobacteria; Kangiella. 

1282613 1282656 1 44 gi| 219846087 |ref|NR_025677.1 
ribosomal RNA, partial sequence 1281261 1282749 Entomoplasma 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

1312998 1313033 89 124 gi|228721465|ref|NR_027606.1 
ain LMG 747 16S ribosomal RNA, partial sequence 1311542 131304 
teria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xan 

1420579 1420613 90 124 gi| 224581445 |ref|NR_027227.1 
ribosomal RNA, partial sequence 1419106 14206 
lales; Bacillaceae; Bacillus. 

1446835 1446870 90 125 gi| 224581423 |ref|NR_027204.1 
osomal RNA, partial sequence 1445391 1446881 Psychrobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 

1502519 1502602 1 83 gi|219846604|ref|NR_026196.1 
16S ribosomal RNA, complete sequence 1501162 1502633 Sinomo 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 

1519056 1519115 65 124 gi|219857618|ref|NR_025207.1 


342952 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


342952 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


342952 Bacteria_16S 


strain NRRL B-162 
Actinobacteria; A 


342952 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


342952 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


342952 Bacteria_16S 


strain R2014 16S 
Actinobacteria; A 


342952 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


342952 Bacteria_16S 


strain NF23 16S r 
Proteobacteria; G 


342952 Bacteria_16S 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


342952 Bacteria_16S 


strain DSM 46000 
Actinobacteria; A 


342952 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


342952 Bacteria_16S 


anilini strain An 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1526745 1526780 90 125 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1540344 1540415 1 72 gi 
38 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
1654182 1654217 89 124 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655729 1655764 89 124 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1669459 1669581 1 124 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1722959 1722994 90 125 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1724500 1724535 90 125 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1806264 1806386 1 124 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1807802 1807924 1 


’ 


124 gi 
ctinobacteridae; Actinomycetales; Micr 
1953983 1954038 1 56 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

1979818 1979849 94 125 gi 
il 16S ribosomal RNA, partial sequence 


1517647 15191 


H 


’ 


do 


an 


an 


no 


or 


or 


al 
e; 


oc 


s 
Ac 


219857499 


219857376 


219878439 


1652728 16542 


219878438 
1654275 16557 


219878429 
1668114 16695 


219878393 
1721510 17230 


219878392 
1723051 17245 


219878332 


219878331 
16S ribosomal RNA, partial sequence 1806449 18079 


219878226 


219878209 


espellia. 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_025578.1 


15252 
Lactobac 


15389 
nocardin 


thomonadacea 


ref 


e; Thermomon 
NR_025577.1 


thomonadacea 


ref 


e; Thermomon 
NR_025568.1 
; Actinomycetace 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025471.1 
sequence 1804913 180639 
Actinomycetales; Microc 


mycineae 


axellace 


axellace 


ref|NR_025470.1 


occineae; Cellulomonadac 
ref|NR_025365.1 

1952641 195404 
tales; Corynebac 


equence 
tinomyce 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Kocuria polaris strain 
ria; Actinobacteria; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Clostridium 
Clostridium 
stridium. 
Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Entomoplasma somnilux 


somnilux Bacteria; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Psychrobacter arenosus 
arenosus Bacteria; 
rs 

Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Hespellia stercorisuis 


’ 


15 Hespellia stercorisuis Bacteria; 


Lactobacillus jensenii 
acillus jensenii 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Psychrobacter luti 
luti Bacteria; 
vy 
Psychrobacter 
fozii Bacteria; 
soe 
Oerskovia 
8 Oerskovia 
occineae; 


fozii 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Corynebacterium 

7 Corynebacterium 

terineae; 


ref |NR_025348.1 
1978326 1979852 Desulf 


Desulfobacterium 
obacterium anilini 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 


342952 Bacteria_16S 2037624 20377441 


simulans strain UCL553 16S ribosomal RNA, partial sequence 


124 


gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


342952 Bacteria_16S 2042383 2042418 89 


broegbernensis strain B1616/1 16S ribosomal RNA, partia 


broegbernensis Bacteria; 
Pseudoxanthomonas. 
342952 Bacteria_16S 


Proteobacteria; 


2043943 2043978 89 


124 


gi 


Gammaproteobacteria; 


124 


gi 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 


nitritireducens Bacteria; 
Stenotrophomonas. 
342952 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; 
342952 Bacteria_16S 
strain MK405 16S 


2045518 2045553 89 


2202097 2202136 79 


Proteobacteria; 


Gammaproteobacteria; 


124 


118 


ribosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
219857598 
2200688 22021 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


342952 Bacteria_16S 2319059 2319094 89 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 231 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


Bacteria; 


342952 Bacteria_16S 2320651 2320686 89 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial 


acidaminiphila Bacteria; 
Stenotrophomonas. 
342952 Bacteria_16S 
strain LMG S-1926 


Proteobacteria; 


2325138 2325193 1 


Corynebacterium. 
342952 Bacteria_16S 
strain KCTC 3666 
Firmicutes; 
342952 Bacteria_16S 


2451129 2451176 71 


2674103 2674138 90 


manihotivorans strain OND 32 16S ribosomal RNA, 


manihotivorans Bacteria; 
342952 Bacteria_16S 


Firmicutes; 
2716016 2716051 90 


124 


124 


gi 


gi 


Gammaproteobacteria; 


56 


118 


gi 


4 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 


okhotskensis Bacteria; 
Psychrobacter. 
342952 Bacteria_16S 
herbarius strain 
Bacteria; 
342952 Bacteria_16S 


Proteobacteria; 


2788265 2788296 93 


2887285 2887324 1 


nitritogenes strain JCM 6485 16S ribosomal RNA, partial 


nitritogenes Bacteria; 
342952 Bacteria_16S 
strain JCM 6484 1 
Firmicutes; Clostridia; 
342952 Bacteria_16S 


Firmicutes; 
2888808 2888847 1 


Clostridiales; 
2890333 2890372 1 


strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 28904 


Firmicutes; Clostridia; 
342952 Bacteria_16S 


Clostridiales; 
2938875 2938997 1 


cyanogriseus strain IFO 14455 16S ribosomal RNA, partial 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Actinoalloteichus. 
342952 Bacteria_16S 2946618 2946653 90 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacteria; 
342952 Bacteria_16S 


Firmicutes; 
3032993 30331141 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis 


Clostridia; Clostridiales; 


342952 Bacteria_16S 3182592 3182627 89 


strain LMG 471 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
342952 Bacteria_16S 
strain LMG 8678 1 
Proteobacteria; Gammaproteobacteria; 
342952 Bacteria_16S 


3184144 3184179 89 


3185696 3185731 89 


strain LMG 947 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 
342952 Bacteria_16S 


3187248 3187283 89 


strain LMG 673 16S ribosomal RNA, partial sequence 


Clostridiaceae; 


124 


124 


124 


CP-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 


3181138 31826 
Xanthomonadales; 


gi 


gi 


3184240 31857 
Xanthomonadales; 


gi 


6S ribosomal RNA, partial sequence 2887459 28889 


125 gi| 219857207 |ref|NR_024835.1 
complete sequence 2672606 267416 
Lactobacillales; Lactobacillaceae; Lactobaci 
125 gi|219857178|ref|NR_024806.1 
2714566 271605 
Gammaproteobacteria; Pseudomonadales; Mora 
124 gi|219857125|ref|NR_024753.1 
2786786 2788314 Alicyc 
Alicyclobacillus. 

40 gi|219856865|ref|NR_024684.1 
sequence 2885932 288740 
Clostridia; Clostridiales; Eubacteriaceae; Eub 
40 gi|219856864|ref|NR_024683.1 

Eubacteriaceae; Eubacterium. 
40 gi|219856863|ref|NR_024682.1 

Eubacteriaceae; Eubacterium. 
124 gi|219856831|ref|NR_024650.1 
sequence 2937540 293900 
Actinomycetales; Pseudon 
125 gi|219856826|ref|NR_024645.1 
2945130 294667 
Lactobacillales; Lactobacillaceae; Lactobacillu 
124 gi| 219846901 |ref|NR_026493.1 
B 

Clostridium. 

124 gi|219846800|ref|NR_026392.1 


219846 


6S ribosomal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


219846 


219846 


219878170 
20362 
Corynebacterineae; 


219878167 
1 sequence 


219878166 


219878165 
20440 


219857517 


219857516 
sequence 


219857513 
232 
Corynebacterineae; 


219857419 
16S ribosomal RNA, partial sequence 2449732 24511 
Bacillales; Thermoactinomycetaceae; Laceyella. 


ref|NR_025309.1 


ref|NR_025306.1 
2040918 204243 
Xanthomonadales; 


ref|NR_025305.1 
2042490 204400 
Xanthomonadales; 


ref |NR_025304.1 


ref|NR_025186.1 


ref|NR_025105.1 
75 


Xanthomonadaceae; 


Xanthomonadales; 


ref|NR_025101.1 
67 2325209 Coryne 
Cc 


38 


ref |NR_025007.1 


Xanthomon 


799|ref|NR_026391.1 


Xanthomon 


798|xref|NR_026390.1 


Xanthomon 


Corynebacterium 


84 2037751 Corynebacterium simulans 
Corynebacteriaceae; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


Xanthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


Xanthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
Luteimonas. 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Pseudoxanthomonas 


82 2319121 Pseudoxanthomonas mexicana 


Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 


Xanthomonadaceae; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Laceyella putida 


92 Laceyella putida Bacteria; 


Lactobacillus 
4 Lactobacillus 
llus. 
Psychrobacter 
7 Psychrobacter 
xellaceae; 


Alicyclobacillus 
lobacillus herbarius 


Eubacterium 

8 Eubacterium 

acterium. 

Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lactobacillus 

8 Lactobacillus 

Ss. 

Clostridium indolis 
acteria; Firmicutes; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonadaceae; 


as. 


797|ref|NR_026389.1 


Xanthomonas cassavae 


3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


342952 Bacteria_16S 3188800 3188835 89 124 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

342952 Bacteria_16S 3190352 3190387 89 124 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3191904 3191939 89 124 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3193456 3193491 89 124 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3195006 3195041 89 124 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3196558 3196593 89 124 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3282516 3282563 77 124 gi|219846733|ref|NR_026325.1| Acetobacterium 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 
carbinolicum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

342952 Bacteria_16S 3284040 3284087 77 124 gi|219846732|ref|NR_026324.1| Acetobacterium 
wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

342952 Bacteria_16S 3285565 3285612 77 124 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

342952 Bacteria_16S 3291623 3291658 89 124 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3293175 3293210 89 124 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3294727 3294762 89 124 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3296277 3296312 89 124 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

342952 Bacteria_16S 3302369 3302404 89 124 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 


Blautia. 
3357056 3357178 1 


Clostridia; Clostridiales; 
342952 Bacteria_16S 
strain DSM 7083 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 3502001 3502040 1 40 gi 
strain DSM 1785 1 


124 gi 


6S ribosomal RNA, partial sequence 3355696 33572 


6S ribosomal RNA, partial sequence 3500724 35020 


219846679 |ref 


7 De 
ref 


ococcineae 
219846575 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 3508017 3508139 1 124 gi|219846571|ref|NR_026163.1 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 350814 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

342952 Bacteria_16S 3511058 3511180 1 124 gi|219846569|ref|NR_026161.1 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 351118 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

342952 Bacteria_16S 3512582 3512704 1 124 gi|219846568|ref|NR_026160.1 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 351270 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

342952 Bacteria_16S 3775800 3775843 1 44 gi|219846380|ref|NR_025971.1 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 377592 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
342952 Bacteria_16S 3886909 3886948 86 125 gi|219846305|ref|NR_025895.1 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 388697 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadale 
Geobacter. 

342952 Bacteria_16S 3897801 3897832 93 124 gi| 219846297 |ref|NR_025887.1 


muriaticus strain X-1 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; 


Tetragenococcus. 


NR_026271.1 
06 Dermabacter hominis Bacteria; 
rmabacterac 
NR_026167.1 
49 Clostridium celatum Bacteria; 


e 


s: 


Dermabacter hominis 


ae; Dermabacter. 
Clostridium celatum 


Microbacterium 
1 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Mycoplasma 
7 Mycoplasma 


Geobacter 
3 Geobacter 


; Geobacteraceae; 


Tetragenococcus 


3896331 3897842 Tetragenococcus muriaticus 


342952 Bacteria_16S 


strain SW-154 16S 
Proteobacteria; 


Psychrobacter. 


342952 Bacteria_16S 


strain NRRL B-161 


Bacteria; Actinob 
342952 Bacteria_16S 
strain YJS 16S ri 


Tenericutes; Moll 


342952 Bacteria_16S 
orbiscindens stra 
Firmicu 
342952 Bacteria_16S 


Bacteria; 


strain CTCBS1 16S 
Proteobacteria; 


conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; 


342952 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


342952 Bacteria_16S 
antiquum strain V. 


antiquum Bacteria 
Brevibacterium. 


342952 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


342952 Bacteria_16S 


strain AU476 16S 


G 
342952 Bacteria_16S 
alimentarius stra 
alimentarius Bact 


G 
342952 Bacteria_16S 


G 
342952 Bacteria_16S 


bosomal RNA, partial sequence 


; Agromyces. 


421157 421215 1 59 gi 
KM Ac-2118 16S ribosomal RNA, partial 


’ 


446013 446047 91 
ain IH5 16S ribosomal RNA, 
teria; Proteobacteria; 


125 gi 


465748 465822 1 75 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


342952 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


strain R65 16S ri 
Proteobacteria; G 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


342952 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


342952 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


342952 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


342952 Bacteria_16S 


albertensis strai 


471914 471948 91 125 
S ribosomal RNA, partial sequence 


gi 


493482 493516 91 125 
bosomal RNA, partial sequence 


gi 


553010 553068 1 59 gi 


tratus Bacteria; Actinobacteria; Actin 


Actinobacteria; Actinobacteridae; Ac 


complete se 
Gammaproteobact 


ammaproteobacteria; Pseudomonadales; P 
342952 Bacteria_16S 


613 16S ribosomal RNA, partial sequenc 


4118405 41199 


265678774 
sequence 


265678758 
quence 
eria; 


265678741 


464412 46582 
Rhodospiri 


265678737 


470446 47199 
seudomonad 


265678723 


492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 
342952 Bacteria_16S 


265678684 
e 55170 


obacterida 


tinomyceta 


Pseu 


4018533 4018572 86 125 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
ammaproteobacteria; Kangiella. 

4023172 4023207 90 125 gi|219846208|ref|NR_025798.1| Psychrobacter 
in JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

4033766 4033825 1 60 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
53 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
acteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 

4119760 4119803 1 44 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

24180 24210 94 124 gi|265679048|ref|NR_029356.1| Clostridium 
in 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

45262 45296 91 125 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 

ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

108828 108886 1 59 gi|265678990|ref|NR_029298.1| Mycobacterium 

3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

385809 385843 91 125 gi| 265678798 |ref|NR_029103.1| Pseudomonas lutea 
bosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

402606 402664 1 59 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
train IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 


e; Actinomycetales; Micrococcineae; 
Brevibacterium 
Brevibacterium 


eae; Brevibacteriaceae; 


ref 
4 
les; 


NR_029079.1 
19777 421277 
Micrococcin 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


ref |NR_029063.1 
444544 446074 
domonadales; Pse 


ref|NR_029046.1| Inquilinus limosus 
9 Inquilinus limosus Bacteria; 
llaceae; Inquilinus. 
ref|NR_029042.1] Pseudomonas 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
aceae; Marinobacter. 

ref |NR_028989.1| Corynebacterium 

3 553077 Corynebacterium aquilae 


lini 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

556107 556141 91 125 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
6S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

557649 557683 91 125 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
6S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

559193 559227 91 125 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
6S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

563815 563849 91 125 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
n DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 


albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 

342952 Bacteria_16S 565238 565320 1 83 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
342952 Bacteria_16S 586233 586283 1 51 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 612014 612048 91 125 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 


mindensis Bacteri 


a; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


Lactobacillus. 


342952 Bacteria_16S 
strain 520-20 16S 


ribosomal RNA, 


640994 641028 91 


125 


complete sequence 


gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


342952 Bacteria_16S 


743868 743941 1 


75 


strain 3-p 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


342952 Bacteria_16S 


strain Al 16S ribosomal RNA, partial sequence 


342952 Bacteria_16S 


759766 759800 91 


776581 776694 1 


125 


115 


strain HKU4 16S ribosomal RNA, partial sequence 


Firmicutes; 
342952 Bacteria_16S 
strain IMT37 16S 


342952 Bacteria_16S 
strain LMG 18106 


Lactobacillales; 


822508 822542 91 


895227 895261 91 


Streptococcaceae; S 


125 


ribosomal RNA, partial sequence 


125 


gi 


265678624 


639529 64105 


seudomonad 
265678551 


742578 74395 


gi 


Rhodospiri 
265678540 


758305 75981 
Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 


gi 


eriaceae; 
265678529 


775183 77669 


treptoc 
gi 


occus. 
265678498 


821061 82256 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


342952 Bacteria_16S 
strain LMG 16407 


896762 896796 91 


125 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


342952 Bacteria_16S 


912169 912227 1 


59 


VKM Ac-1401 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 
strain CIP 104663 


16S ribosomal RNA, 


961792 961826 91 


125 


gi 


seudomonad 
265678448 


16S ribosomal RNA, partial sequence 893783 89526 


rkholderia 
265678447 


16S ribosomal RNA, partial sequence 895318 89680 


rkholderia 
265678437 


910794 91228 


gi 


complete sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


342952 Bacteria_16S 


strain NS51 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
342952 Bacteria_16S 


1024503 1024616 1 


1089574 1089608 91 


115 


complete sequence 
Streptococcaceae; S 


125 


gi 


ococcineae 
265678404 

96032 

seudomonad 
265678362 


1023111 10246 


treptoc 
gi 


psychrophila strain E-3 16S ribosomal RNA, partial sequ 


Bacteria; 
342952 Bacteria_16S 
C91 16S ribosomal RNA, 


342952 Bacteria_16S 
strain CCUG 33897 


1180369 1180403 91 
partial sequence 


1219468 1219549 1 


125 


Proteobacteria; Gammaproteobacteria; Pseudomo 


gi 


occus. 
265678317 
ence 10881 
nadales; P 
228717704 


1178919 1180416 Nitro 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; N 


83 


gi 


16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Luteococcus. 
342952 Bacteria_16S 


1293363 1293397 91 


125 


gi 


hydrocarbonoclasticus strain VT8 16S ribosomal RNA, par 


hydrocarbonoclasticus Bacteria; 


Marinobacter. 
342952 Bacteria_16S 
schleiferi subsp. 


342952 Bacteria_16S 
bryozoorum strain 
Bacteria; 
342952 Bacteria_16S 


1319152 1319202 1 


1463324 1463358 91 


1484610 1484644 91 


Proteobacteria; 


51 


125 


125 


strain SW32 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


342952 Bacteria_16S 


1604131 1604189 1 


59 


Gammapr 


gi 


coagulans strain GA 211 16S ribosomal 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 


gi 


50-11 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Alteromo 


gi 


itrosomona 
219878368 

12181 
ales; Prop 
228716433 
tial seque 
oteobacter 


228715349 
RNA, part 


224581411 
ence 14618 
nadales; A 
219857506 


1483159 14846 


gi 


picturae strain LMG 22061 16S ribosomal RNA, partial se 


picturae Bacteria; 
Brevibacterium. 
342952 Bacteria_16S 


R-16300 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 
342952 Bacteria_16S 


R-15447 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 
342952 Bacteria_16S 


1637385 1637435 1 


Bacillus. 
1638876 1638926 1 


Bacillus. 
1641976 1642010 91 


51 


Actinobacteria; Actinobacteridae; Ac 


gi 


Halomonad 
219878475 
quence 
tinomyceta 


219878452 


1636012 1637452 Bacil 


51 


gi 


219878451 


1637503 1638932 Bacil 


125 


gi 


proteolytica strain CMS 64 16S ribosomal RNA, partial s 


proteolytica Bacteria; 
Pseudomonas. 
342952 Bacteria_16S 
strain CMS 38 16S 


Proteobacteria; 


1643538 1643572 91 


125 


ribosomal RNA, partial sequence 


Gammaproteobacte 


gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


342952 Bacteria_16S 


strain CMS 35 16S ribosomal RNA, partial sequence 


1645099 1645133 91 


125 


gi 


219878449 
equence 
ria; Pseud 


219878448 


1642082 16435 


seudomonad 


ref|NR_028929.1 
aceae; Pseudomon 
ref|NR_028855.1 


llaceae; Rhodoci 
ref |NR_028844.1 


Alysiella. 
ref |NR_028833.1 
4 Streptococcus 
ref|NR_028801.1 


aceae; Pseudomon 
ref|NR_028750.1 


ceae; Pandoraea. 
ref|NR_028749.1 


ceae; Pandoraea. 
ref|NR_028739.1 


3; Microbacteriac 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028664.1 
30 Streptococcus 


ref |NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027566.1 
somonas eutropha 
daceae; 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref 
nce 
ia; 


NR_027551.1 
129190 
Alteromonada 


ref 
ial 


NR_027521.1 
sequence 


ref |NR_027192.1 
62 1463368 Marino 
1lteromonadaceae; 
ref|NR_025094.1 
aceae; 
ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 


aceae; Pseudomon 


219878447 


ref|NR_025586.1 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Streptococcus sinensis 
sinensis Bacteria; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Streptococcus mitis 
mitis Bacteria; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Staphylococcus 
1317758 1319249 
Staphylococcus. 
Marinobacter 

bacter bryozoorum 
Marinobacter. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
Kushneria. 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Pseudomonas 
1 Pseudomonas 


domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


1643643 1645153 Pseudomonas antarctica Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


342952 Bacteria_16S 


strain CFBP 2341 
Proteobacteria; 


Proteobacteria; 


strain LMG 18422 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 1782027 1782085 1 59 gi| 219878349 |ref|NR_025488.1 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 17821 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
342952 Bacteria_16S 1785039 1785073 91 125 gi| 219878347 |ref|NR_025486.1 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomo 


Proteobacteria; 


strain DSM 497 16 
Firmicutes; Bacil 


342952 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


342952 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


342952 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


342952 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


342952 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


342952 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; G 


342952 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


342952 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


342952 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


342952 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


342952 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


342952 Bacteria_16S 


strain A290 16S r 
Actinobacteria; A 
Actinomadura. 


342952 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


342952 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


G 
342952 Bacteria_16S 
strain TOl1 16S ri 
G 
342952 Bacteria_16S 


G 
342952 Bacteria_16S 
decolorationis st 
decolorationis Ba 
342952 Bacteria_16S 


1695418 1695452 91 125 gi 
ammaproteobacteria; Pseudomonadales; P 
1696962 1696996 91 125 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


1753275 1753325 1 51 gi 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1864241 1864275 91 125 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865823 1865857 91 125 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


nc 
ir 


Ss 
a; 
1946383 1946433 1 


Si gi 


lales; Bacillaceae; Bacillus. 
1975025 1975075 1 51 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Marinibacillus. 
2056269 2056327 1 59 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 
2086964 2086998 91 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2220246 2220280 91 125 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


gi 


ti: 
da 


, 


125 gi 


ti 
ac 


2235404 2235438 91 
n CFBP 5705 16S riboso 
ria; Proteobacteria; G 


125 gi 
mal RNA, partial 
ammaproteobacter 


s 
ia 


2264521 2264555 91 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2303877 2303911 91 125 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2308511 2308553 81 123 gi 


125 gi 
en 
ir 


en 
na 


ibosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Strept 
2322204 2322238 91 125 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323756 2323790 91 125 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


se 


na 


342952 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


2382570 2382620 1 SL gi 


219878411 
16S ribosomal RNA, partial sequence 1693968 16954 
udomonad 
219878410 
1695512 16970 
udomonad 
219878372 
16S ribosomal RNA, partial sequence 1751903 17534 


se 


se 


1841624 18431 


219878292 


219878291 


219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


219878212 
1973642 19751 


219878154 


219878132 
2085504 20870 
Alcanivor 
219857586 


219857576 


219857557 


219857528 


219857524 


bosomal RNA, partial sequence 2307079 23085 
etaproteobacteria; Burkholderiales; Alcaligenace 
2311430 2311488 1 59 gi] 219857522 


2310109 23115 


219857515 


219857514 


219857472 


e 18627 
illales; 


equence 
Oceanos 


al seque 
e; Actin 


al seque 
teria; P 


equence 
Pseudo: 


, 
ce 22630 
illales; 


ce 23024 
dales; A 


osporang 
23207 
udomonad 


23223 
dales; P 


ref|NR_025550.1 


acea 
ref 


e; Pseudomo 
NR_025549.1 


acea 
ref 


e; Pseudomo 
NR_025511.1 


ref|NR_025351.1 


ref 
nce 
omyc 


NR_025293.1 

205497 
etales; Str 
ref|NR_025271.1 
acac 
ref 


nce 
seud 


eae; Alcani 
NR_025174.1 
221879 
omonadales; 


4 
monadales; 
ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracace 
ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomon 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ref|NR_025060.1 


e 


d 


a 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
n 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
n 


as. 
Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Halomonas muralis 


nas muralis Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
1803162 1803212 1 51 gi|219878334|ref|NR_025473.1| Bacillus 
rain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
cteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
1843004 1843054 1 51 gi|219878307|ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


ref|NR_025431.1] Chromohalobacter 

71 1864302 Chromohalobacter israelensis 

Halomonadaceae; Chromohalobacter. 

ref|NR_025430.1| Chromohalobacter 
1864353 1865884 Chromohalobacter 

pirillales; Halomonadaceae; 

ref|NR_025370.1| Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Vv 


orax. 

Pseudomonas 

2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Marinobacter 

bacter lutaoensis 
Marinobacter. 
Pigmentiphaga kullae 
kullae Bacteria; 

a. 

Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 

Bacillus jeotgali 


2381197 2382701 Bacillus jeotgali Bacteria; 


342952 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


342952 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


342952 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


342952 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


342952 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


342952 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


342952 Bacteria_16S 


strain AN1 16S ri 
Proteobacteria; A 


342952 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


342952 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


342952 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


342952 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


342952 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


342952 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


342952 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


342952 Bacteria_16S 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


342952 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain Lp2 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


342952 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


342952 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


342952 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


342952 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


2391792 2391826 91 125 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2405443 2405477 91 125 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2556435 2556469 91 125 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2558001 2558035 91 125 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2562627 2562661 91 125 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2565650 2565684 90 124 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2568641 2568715 1 75 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
2571760 2571794 91 125 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580881 2580915 91 125 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582447 2582481 91 125 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584017 2584051 91 125 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585586 2585620 91 125 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596424 2596458 91 125 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597990 2598024 91 125 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2768376 2768434 1 59 gi 
strain ILA-1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacte 
zia. 


gi 


2769894 2769944 1 51 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2815110 2815168 1 59 
bosomal RNA, partial sequence 


gi 


gi 


2816708 2816742 91 125 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2851780 2851814 90 124 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2854883 2854917 91 125 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2859566 2859600 91 125 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2870284 2870334 1 51 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 


2390343 23918 


2403965 24054 


2567339 25687 


2768556 27700 


2813767 28152 


219857466 


Halomonad 
219857457 


illus. 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857291 
ial sequen 
ridiales; 
219857289 


rhizobiace 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857139 
al sequenc 
ridae; Act 


219857138 


219857107 


ococcineae 
219856913 
equence 

ia; Pseudo: 


, 


219856890 
1 sequence 
ia; Pseudo 
219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856878 
artial seq 
cillaceae; 


342952 Bacteria_16S 


2879754 2879804 1 51 gi 


219856872 


acea 


acea 


acea 


ce 2564201 25657 


Euba 


ae; 


mona: 


mona: 


ref |NR_025054.1 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


e; Halomonas 
ref|NR_025045.1 
86 Lactobacillus 


ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
e; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
e; Pseudomon 
NR_024922.1 
0 


ref 


cteriaceae; 


ref|NR_024920.1 


Lactobacillus kimchii 
kimchii Bacteria; 


Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 


monas migulae Bacteria; 


as. 
Pseudomonas mosselii 


monas mosselii Bacteria; 


as. 
Eubacterium 
8 Eubacterium 


Eubacterium. 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Nitrobacter. 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 

a 


seudomonadaceae 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref |NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 


ref |NR_024766.1 


Pseudomonas jessenii 


monas jessenii Bacteria; 


as. 
Pseudomonas cedrina 


monas cedrina Bacteria; 


as. 
Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


monas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


monas orientalis 


Pseudomonas. 
Pseudomonas mandelii 


monas mandelii Bacteria; 


as. 
Pseudomonas libanensis 


monas libanensis 


Pseudomonas. 
Dietzia 

5 Dietzia 

rynebacterineae; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


ref|NR_024735.1 
09 Tetrasphaera 
; Intrasporangia 
ref |NR_024734.1 
2815260 281674 
dales; Pseud 


ref|NR_024709.1 
2850317 285183 
dales; Pseud 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024697.1 
uence 286889 
Bacillus; Bacil 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Pseudomonas 

8 Pseudomonas 

omonadaceae; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 

Bacillus 
6 2870426 Bacillus 
lus cereus group. 


ref|NR_024691.1 


Bacillus flexus strain 


IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 


Bacillales; Bacil 


laceae; Bacillus. 


342952 Bacteria_16S 


strain IAM 14851 


2902425 2902483 1 59 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


342952 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


342952 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


342952 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


342952 Bacteria_16S 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 


Firmicutes; Clost 


342952 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


342952 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


342952 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


342952 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


342952 Bacteria_16S 


strain DSM 43852 
Actinobacteria; A 


342952 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


342952 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


342952 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


342952 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


342952 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


342952 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


342952 Bacteria_16S 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


342952 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


342952 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


342952 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


342952 Bacteria_16S 
aggregatus strain B15 16S ribosomal RNA, partial sequence 


2973824 2973858 91 
ain DSM 50332 16S ribo 
teria; Proteobacteria; 


125 gi 
somal RNA, parti 
Gammaproteobact 


2975386 2975420 91 125 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
3054446 3054480 91 125 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3178099 3178133 91 125 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
3274958 3274988 94 124 gi 


ridia; Clostridiales; Eubacteriaceae; 

3277986 3278016 94 124 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3306977 3307096 1 122 gi 


bacillales; Lactobacillaceae; Lactobac 
3320596 3320630 91 125 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


3354040 3354074 91 125 
bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3398031 3398089 1 59 gi 


gi 


ctinobacteridae; Actinomycetales; Micr 
3536958 3537008 1 51 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3546324 3546374 1 Si 
somal RNA, complete sequence 
laceae; Bacillus. 

3602813 3602870 1 58 gi 
in BM 1192/5 16S ribosomal RNA, partia 


gi 


Actinomyces. 

3608852 3608910 1 59 gi 
ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
Mycobacterium. 

3628260 3628294 91 125 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3629849 3629883 91 125 gi 

16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
3729718 3729772 4 58 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 

3810646 3810680 91 125 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3836493 3836527 91 125 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3838023 3838057 91 125 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


gi 


16S ribosomal RNA, partial sequence 2901061 29025 


2973936 29754 


3052993 30544 


16S ribosomal RNA, partial sequence 3176631 31781 


6S ribosomal RNA, partial sequence 3305595 33071 


3352589 33540 


16S ribosomal RNA, partial sequence 3396701 33981 


3535585 35370 


3544949 35464 


eria; Actinobacteria; Actinobacteridae; 


3809177 38107 


3835060 38365 


3836584 38380 


219856855 


ococcineae 
219846941 
al sequenc 
eria; Pseu 


219846940 


seudomonad 
219846886 


eriaceae; 
219846803 


seudomonad 
219846738 


Eubacteriu 
219846736 
equence 

les; Eubac 
219846717 


illus. 

219846706 
equence 
cteria; Oc 
219846682 


Halomonad 
219846647 


ococcineae 
219846552 


219846546 


219846505 
1 sequence 
; Actinomy 
219846500 
equence 

ctinomycet 


219846487 
36267 
les; Neiss 
219846486 
36283 
nadales; P 
219846415 
1 sequence 
idae; Acti 


219846356 


seudomonad 
219846338 


Halomonad 
219846337 


Halomonad 
219846335 


3840987 3841045 1 59 gi 


ref|NR_024674.1| Leucobacter albus 
46 Leucobacter albus Bacteria; 

; Microbacteriaceae; Leucobacter. 
ref |NR_026533.1] Pseudomonas 

e 2972376 2973885 Pseudomonas 
domonadales; Pseudomonadaceae; 


ref|NR_026532.1| Pseudomonas cichorii 

29 Pseudomonas cichorii Bacteria; 

aceae; Pseudomonas. 

ref|NR_026478.1| Formivibrio citricus 

82 Formivibrio citricus Bacteria; 

Formivibrio. 

ref|NR_026395.1| Pseudomonas graminis 

59 Pseudomonas graminis Bacteria; 

aceae; Pseudomonas. 

ref |NR_026330.1| Eubacterium callanderi 

95 Eubacterium callanderi Bacteria; 

m. 

ref |NR_026328.1 
3276555 327802 

teriaceae; Aceto 

ref |NR_026309.1 

06 Lactobacillus 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Lactobacillus oris 
oris Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


ref |NR_026298.1 
3319157 332063 
eanospirillales; 
ref|NR_026274.1| Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
aceae; Halomonas. 
ref |NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 
; Cellulomonadaceae; Oerskovia. 
ref|NR_026144.1| Bacillus halmapalus 
88 Bacillus halmapalus Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 


NR_026097.1| Actinomyces 
3601450 3602945 Actinomyces 
cetales; Actinomycineae; 


NR_026092.1 
3607525 360892 
ales; Corynebact 


Mycobacterium 
0 Mycobacterium 
erineae; 


, 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026006.1 

3728410 372981 
nomycetales; Str 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 

Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Actinomadura 
8 Actinomadura 
eptosporangineae; 


ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 

ref|NR_025928.1|] Halomonas halodurans 
33 Halomonas halodurans Bacteria; 

aceae; Halomonas 
ref|NR_025927.1| Halomonas pacifica 
63 Halomonas pacifica Bacteria; 
aceae; Halomonas. 
ref |NR_025925.1]| Blastococcus 


38396 


32 3841072 Blastococcus aggregatus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


Blastococcus. 


342952 Bacteria_ 


strain CDC 8142 1 
B 


Proteobacteria; 
342952 Bacteria_ 


halodenitrificans 
halodenitrificans 


Halomonas. 


342952 Bacteria_16S 
oryzihabitans str 
oryzihabitans Bac 


Pseudomonas. 


342952 Bacteria_16S 
IAM 12464 16S ribosomal RNA, partial sequence 
Bacil 
342952 Bacteria_16S 
daepoensis strain 
daepoensis Bacter 


Bacillales; 


Marinobacter. 


342952 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 


Marinobacter. 


342952 Bacteria_16S 
strain 20-5 16S r 


laceae; Bacillus. 


4020084 4020118 91 125 gi 


4021629 4021663 91 125 gi 


4024572 4024630 1 59 
ibosomal RNA, partial sequence 


gi 
40 


teria; Proteobacteria; Gammaproteobacter 
3960667 3960717 1 51 gi 
39 


SW-156 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteri 


SW-145 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteri 


ia; 


219846252 
59295 39607 


219846210 
a; 
219846209 
a; 


219846207 
23267 40246 


Pseudomonadales; 


ref 
77 Bacillus firmus Bacteria; 


ref 
Alteromonadales; 
ref 
Alteromonadales; 


ref 
47 Agromyces salentinus Bacteria; 


16S 3876045 3876079 91 125 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
6S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
16S 3893106 3893140 91 125 gi|219846300|ref|NR_025890.1| Halomonas 
strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
3906858 3906892 91 125 gi|219846291|ref|NR_025881.1| Pseudomonas 
ain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 


Pseudomonadaceae; 


Bacillus firmus strain 
Firmicutes; 


NR_025842.1 


NR_025800.1| Marinobacter 
4018632 4020127 Marinobacter 
Alteromonadaceae; 


NR_025799.1| Marinobacter 
4020178 4021672 Marinobacter 
Alteromonadaceae; 


NR_025797.1| Agromyces salentinus 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

342952 Bacteria_16S 4041355 4041405 1 51 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 4059335 4059393 1 59 gi|219846181|ref|NR_025771.1] Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

342952 Bacteria_16S 4101682 4101716 91 125 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

342952 Bacteria_16S 4131961 41320111 51 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

342952 Bacteria_16S 4170604 4170638 91 125 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

342952 Bacteria_16S 4199423 4199473 1 51 gi|219846076|ref|NR_025666.1| Paenibacillus 


ehimensis strain 
ehimensis Bacteri 


342952 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


342952 Bacteria_16S 


strain B 5329 16S 


Firmicutes; Bacillales; 
4222270 42223201 


a; 
51 gi 
4220889 42 
laceae; Anaerobacillus. 

49724 49781 1 58 
ribosomal RNA, partial sequence 


gi 
48 


KCTC 3748 16S ribosomal RNA, partial s 
Paenibacill 


equence 
aceae; 

219846060 
22400 Bacil 


265679031 
372 49856 


Paenibacillus. 
ref 
lus 


ref 


rs 


198059 4199510 Paenibacillus 


NR_025650.1 
macyae Bacte 


Bacillus macyae strain 
ria; Firmicutes; 


Actinobaculum schaalii 
schaalii Bacteria; 


NR_029339.1 
Actinobaculum 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
342952 Bacteria_16S 52888 52937 1 50 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

342952 Bacteria_16S 68097 68126 96 125 gi| 265679019 |ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 


asaccharolytica B 
Sphingomonas. 


342952 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


strain KB740 16S 


Proteobacteria; B 


342952 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


342952 Bacteria_16S 


collagenovorans s 
collagenovorans B 


125717 125746 1 30 gi 
in NSP M-1 16S ribosomal RNA, partial 


342952 Bacteria_16S 


acteria; Proteobacteria; Alphaproteobacteria; 


eria; Nitrospirae; Nitrospirales; Nitrospiraceae; 
342952 Bacteria_16S 


265678979 
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157755 157788 91 124 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

183557 183586 96 125 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
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342952 Bacteria_16S 222008 222065 1 58 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

342952 Bacteria_16S 235659 235692 91 124 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

342952 Bacteria_16S 237295 237328 91 124 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

342952 Bacteria_16S 238877 238910 91 124 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

342952 Bacteria_16S 242010 242043 91 124 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

342952 Bacteria_16S 273641 273670 96 125 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

342952 Bacteria_16S 290289 290322 91 124 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

342952 Bacteria_16S 303890 303973 1 86 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

342952 Bacteria_16S 358566 358595 96 125 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

342952 Bacteria_16S 373573 373602 96 125 gi| 265678806 |ref|NR_029111.1| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 
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342952 Bacteria_16S 593832 593861 96 125 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
342952 Bacteria_16S 608876 608933 67 124 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

342952 Bacteria_16S 610379 610428 1 50 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

342952 Bacteria_16S 668210 668239 96 125 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
342952 Bacteria_16S 669575 669632 1 58 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

342952 Bacteria_16S 674203 674260 1 58 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
342952 Bacteria_16S 680371 680400 96 125 gi|265678596|ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
342952 Bacteria_16S 698495 698524 96 125 gi|265678584|ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

342952 Bacteria_16S 716338 716367 96 125 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

342952 Bacteria_16S 731685 731734 1 50 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

342952 Bacteria_16S 742471 742500 96 125 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

342952 Bacteria_16S 762654 762703 1 50 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

342952 Bacteria_16S 824085 824118 91 124 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
342952 Bacteria_16S 828669 828722 71 124 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

342952 Bacteria_16S 833283 833332 1 50 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

342952 Bacteria_16S 840841 840890 1 50 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

342952 Bacteria_16S 843894 843923 96 125 gi|265678484|ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

342952 Bacteria_16S 854224 854339 1 T3 gi|265678477|ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 

342952 Bacteria_16S 872723 872752 96 125 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

342952 Bacteria_16S 880017 880050 91 124 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 
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stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; 


Thalassobacter. 
342952 Bacteria_16S 
bernardiae strain 


1458670 1458715 1 


46 


gi 


bernardiae Bacteria; Actinobacteria; Actinobacteridae; 


Arcanobacterium. 
342952 Bacteria_16S 


1466383 1466416 91 


124 


strain U120 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 


342952 Bacteria_16S 


1487637 1487666 96 


125 


strain SO2 16S ribosomal RNA, partial sequence 


342952 Bacteria_16S 
strain IBS G15036 


Corynebacterium. 
342952 Bacteria_16S 
americanum strain 


342952 Bacteria_16S 
strain LMG 21727 
Firmicutes; 
342952 Bacteria_16S 
subsp. 
equi subsp. 
342952 Bacteria_16S 
strain CM243 16S 


342952 Bacteria_16S 
strain LMG 21880 
Firmicutes; 
342952 Bacteria_16S 


Lactobacillales; 


Bacillales; 


1490638 1490695 1 


1581025 1581054 96 


1588664 1588713 1 


1610183 1610232 1 


1616203 1616232 96 


1631259 1631308 1 


Bacillaceae; 
1652562 16526111 


Firmicutes; 


58 


125 


Sinorhizobium. 


50 


50 


125 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


50 


50 


gi 


224581414 


LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 145871 
Actinomycetales; Actinomyc 


224581409 


1464924 14664 


gi 


219857235 


1486230 14876 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


CFNEI 156 16S ribosomal RNA, partial 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; 
Sinorhizobium/Ensifer group; 


gi 


gi 


ruminatorum strain CECT 5772 16S ribosomal RNA, 
ruminatorum Bacteria; 


gi 


219846947 


219878491 
sequence 


219878486 


16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus 


Enterococcaceae; Enterococcus. 


219878470 


219878466 


1614821 16162 


gi 


gi 


galactosidilyticus strain LMG 17892 16S ribosomal RNA, 


galactosidilyticus Bacteria; 


342952 Bacteria_16S 
strain R5292 16S 


342952 Bacteria_16S 
strain R-8904 16S 


342952 Bacteria_16S 


cardiffensis strain CCUG 44997 16S ribosomal RNA, parti 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae 
Actinomyces. 


Actinomycetaceae; 
342952 Bacteria_16S 
strain ATCC 19645 
Firmicutes; 
342952 Bacteria_16S 


Lactobacillales; 


Firmicutes; 
1683113 1683166 1 


1712223 1712252 96 


1739535 1739592 1 


1745750 1745799 1 


1769981 1770010 96 


Bacillales; 


54 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


125 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


58 


50 


125 


strain 525 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nau 


342952 Bacteria_16S 


1815555 1815588 91 


124 


LMG 19981 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


342952 Bacteria_16S 
alexandrii strain 


342952 Bacteria_16S 


1829222 1829251 96 


1835251 1835308 1 


125 


58 


gi 


219878456 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


219878441 


219878420 


1681727 16832 


gi 


219878400 


1710844 17122 


gi 


gi 


16S ribosomal RNA, partial sequence 


Streptococcaceae; Streptoc 


gi 


219878382 
al sequenc 


219878377 
17443 
occus. 
219878358 


1768558 17700 


gi 


tiliaceae; 
219878326 


1814099 18155 


gi 


C116-18 16S ribosomal RNA, partial se 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteri 


gi 


219878317 
quence 

a; 
219878312 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; 


Gulosibacter. 


1489276 1490698 Coryne 
Corynebacterineae; C 


Rhizobiales; 


partial sequence 


Lactobacillales; Streptococcaceae; 


partial sequence 


Bacillaceae; 


; Actinomycetales; 


Rhodobacterales; 


ref|NR_027195.1 


ref|NR_027190.1 
Azoarcus. 


ref|NR_024863.1 


ref|NR_026539.1 


ref|NR_025251.1 
1579624 158106 
Rhizobiace 


ref|NR_025625.1 


ref|NR_025609.1 


160886 
ref|NR_025605.1 


Woodshole 


ref|NR_025595.1 


ref|NR_025580.1 
165119 
Bacillus. 


ref|NR_025559.1 


Actinomycetace 
ref |NR_025539.1 


Loktanell 
ref|NR_025521.1 
e 1738160 173968 
Actinom 


ref|NR_025516.1 
69 1745812 Strept 
ref|NR_025497.1 


Nautilia. 
ref|NR_025465.1 


Fulvimona 
ref|NR_025456.1 

1827843 182926 
Hyphom 
ref|NR_025451.1 


Rhodobacterales; Rhodobacteraceae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 
ocyclaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 


terium group; Rhizobium. 
Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Sinorhizobium 
0 Sinorhizobium 


ae; 


Enterococcus italicus 


italicus Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Bacillus 
2 1652677 Bacillus 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Actinomyces 

1 Actinomyces 

ycineae; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
anthomonadaceae; 


Ss. 
Oceanicaulis 
6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Gulosibacter 


1833888 183531 


7 Gulosibacter 


342952 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


342952 Bacteria_16S 


strain vc 5 16S r 


1836840 1836873 91 124 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


1846129 1846158 96 125 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


342952 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


342952 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


342952 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


342952 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


342952 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


342952 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


342952 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


342952 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


1858040 1858089 1 50 gi 


219878311 
e sequence 
ria; Rhodo 


219878305 


1844748 18461 


yphomonada 
219878296 


6S ribosomal RNA, partial sequence 1856650 18581 


bacillales; Carnobacteriaceae; Trichoc 
1879500 1879533 91 124 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1890403 1890432 96 125 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1898170 1898203 91 124 gi 


occus. 
219878282 
uence 

a; Burkhol 
219878272 
e 18889 
les; Phyll 
219878265 


16S ribosomal RNA, partial sequence 1896710 18982 


etaproteobacteria; Burkholderiales; Al 
1899713 1899746 91 124 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1909682 1909731 1 50 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1911220 19112771 58 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1941674 1941723 1 


50 gi 


caligenace 
219878264 
nce 18982 
caligenace 
219878257 
al sequenc 
ococcaceae 
219878256 
ial sequen 
e; 


219878234 


16S ribosomal RNA, partial sequence 1940300 19418 


lales; Bacillaceae; Bacillus. 


342952 Bacteria_16S 


1947961 1947994 91 124 


gi 


219878230 


strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 19480 


Proteobacteria; B 


342952 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


342952 Bacteria_16S 


strain Cm al3 16S 


etaproteobacteria; Burkholderiales; Al 
1956978 1957007 96 125 gi 
ibosomal RNA, partial sequence 
Sphingomonadales; 
1961547 1961596 1 50 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
1982923 1982952 96 125 gi 
ribosomal RNA, partial sequence 


caligenace 
219878224 


1955571 19570 


Sphingomon 
219878221 

19601 

Ss. 
219878207 


1981436 19829 


Actinomycet 


NR_025450.1 
9 
Cc 


ales; Rhodo 


ref |NR_025444.1 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


ceae; Maricaulis 
ref|NR_025435.1 
69 Trichococcus 


ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref|NR_025404.1 


Trichococcus palustris 


palustris Bacteria; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Mesorhizobium 
izobium chacoense 
esorhizobium. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref |NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref |NR_025395.1 
ce 1909867 191128 
ales; Actino 


ref|NR_025373.1 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Aerococcus 
6 Aerococcus 


Actinomyces 
2 Actinomyces 


mycineae; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


ref |NR_025369.1 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


ae; Bordetella. 
ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref|NR_025360.1 
67 1961603 Vagoco 


ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref|NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025323.1 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Vagococcus fessus 
ccus fessus Bacteria; 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 


terineae; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


; Maricaulis 
NR_025322.1 


ceae 
ref 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


ceae; Maricaulis 
ref |NR_025321.1 

2019809 202123 
odobacterales; H 


Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; 
342952 Bacteria_16S 1984508 1984537 96 125 gi| 219878206 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxoco 
Chondromyces. 

342952 Bacteria_16S 1986092 1986121 96 125 gi| 219878205 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococ 
Chondromyces. 

342952 Bacteria_16S 1987660 1987689 96 125 gi| 219878204 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxoco 
Cystobacteraceae; Cystobacter. 

342952 Bacteria_16S 2016778 2016807 96 125 gi| 219878185 
strain ATCC 15260 16S ribosomal RNA, partial sequence 20153 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
342952 Bacteria_16S 2018248 2018277 96 125 gi| 219878184 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 20182 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
342952 Bacteria_16S 2019720 2019749 96 125 gi| 219878183 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 20197 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
342952 Bacteria_16S 2021192 2021221 96 125 gi| 219878182 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rh 
Maricaulis. 

342952 Bacteria_16S 2068504 2068537 91 124 gi| 219878145 


strain 58Eu 16S r 


ibosomal RNA, partial sequence 


ref|NR_025284.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Thauera terpenica 


2067059 2068542 Thauera terpenica Bacteria; 


342952 Bacteria_16S 
strain 47Lol 16S 


342952 Bacteria_16S 
defragrans strain 
Bacteria; 
342952 Bacteria_16S 


strain IBS 506 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


342952 Bacteria_16S 


propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


342952 Bacteria_16S 
avidum strain DSM 


Propionibacterium. 
342952 Bacteria_16S 


strain IBS 382 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


342952 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
342952 Bacteria_16S 
pentaromativorans 
pentaromativorans 
Novosphingobium. 
342952 Bacteria_16S 
strain SW-46 16S 


342952 Bacteria_16S 
strain TF-12 16S 
Firmicutes; 
342952 Bacteria_16S 
strain TF-11 16S 
Firmicutes; 
342952 Bacteria_16S 


inexpectatum strain FRR- 


inexpectatum Bacteria; 
Albidovulum. 
342952 Bacteria_16S 


strain H-8 16S ribosomal 
Proteobacteria; Alphapro 


342952 Bacteria_16S 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
Rubrobacteridae; Rubrobacte 


taiwanensis Bacteria; 
Rubrobacteraceae; 
342952 Bacteria_16S 


zeaxanthinifaciens strai 
zeaxanthinifaciens Bacte 


Paracoccus. 
342952 Bacteria_16S 


pleistocenium strain FTR 
pleistocenium Bacteria; 


342952 Bacteria_16S 


strain YKJ-103 16S ribos 
Proteobacteria; Gammaproteobacteria; 


342952 Bacteria_16S 


taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


taiwanensis Bacteria; 
Pseudoxanthomonas. 
342952 Bacteria_16S 
strain DSM 11853 


342952 Bacteria_16S 


campinensis strain WS2 16S ribosomal RNA, partial sequence 


Bacteria; 
342952 Bacteria_16S 


strain IBS 193 16S ribosomal RNA, partial sequence 


strain 
Bacter 


ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 


ribosomal RNA, 
Bacillales; 


ribosomal RNA, 
Bacillales; 


Rubrobacter. 


2070036 2070069 91 


2074671 2074704 91 


2076166 2076195 96 


2077601 2077658 1 


2082271 2082328 1 


2085419 2085448 96 


2091332 2091389 1 


2114237 2114266 96 


2118844 2118873 96 


2124819 2124868 1 


Bacillaceae; 
2126375 2126424 1 


Bacillaceae; 
2153568 2153597 96 


2155048 2155077 96 


2156451 2156500 1 
Actinobacteria; 


2159562 2159591 96 


2170203 2170252 1 


Firmicutes; 
2176365 2176394 96 


2185406 2185439 91 
Proteobacteria; 


2275268 2275301 91 


2276802 2276835 91 


2297901 2297930 96 


124 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


124 


54Pin 16S ribosomal RNA, partial sequence 20732 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 


125 


58 


58 


4901 16S ribosomal RNA, partial sequence 20809 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae 


125 


58 


125 


US6-1 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 


125 


partial sequence 
Sphingomonadales; Erythrobac 


50 


partial sequence 
Bacillus. 


50 


partial sequence 
Bacillus. 


125 


10 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


125 


RNA, partial sequence 
teobacteria; Rhodospirillales; Acetobacte 


50 


125 


n ATCC 21588 16S ribosomal RNA, 
ria; Proteobacteria; Alphaproteobacteria; 


50 


1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


125 


omal RNA, partial sequence 
Pseudomonadales; Moraxellace 


124 


124 


16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


124 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


125 


gi|219878144 
2068593 20700 


gi| 219878141 
gi| 219878139 
2074760 20762 
gi| 219878138 
Actinomyc 


gi|219878135 


gi|219878133 
2084014 20854 


gi|219878129 
sequence 


gi|219857659 
sequenc 


gi| 219857656 
2117441 21188 


gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


gi| 219857633 
Rhodo 


gi| 219857632 
2153652 21550 


gi| 219857631 


gi| 219857629 
partial s 
gi|219857622 
Carnobacteri 
gi|219857616 
2174910 21764 


gi| 219857609 


gi|219857550 


gi| 219857549 
22753 


Actinomycetales; 


Xanthomonadales; 


ref |NR_025283.1 


ref |NR_025280.1 


ref|NR_025278.1 
Bartonella. 
ref|NR_025277.1 


ref|NR_025274.1 


ref|NR_025272.1 
Bartonella. 
ref|NR_025268.1 


ref |NR_025248.1 
e 2112812 211429 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; 
ref|NR_025241.1 


ref |NR_025240.1 


ref|NR_025222.1 

2152193 215360 
bacterales; 
ref|NR_025221.1 
raceae; 
ref|NR_025220.1 


2155131 215660 
rales; 


ref|NR_025218.1 
equence 215819 
Rhodobacterales 


ref|NR_025211.1 

2168820 217030 
aceae; Carnobact 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025198.1 
183928 218546 
Xanth 


Ny 


ref |NR_025138.1 
Cupriavidu 
ref |NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 


gi|219857532 


ref|NR_025120.1 


Sphingomonadales; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 


26 2074709 Castellaniella defragrans 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Propionibacterium 


2076251 2077756 Propionibacterium 
etales; Propionibacterineae; 


Propionibacterium 


23 2082426 Propionibacterium avidum 
7 


Propionibacteriaceae; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Mycobacterium 


2089993 2091437 Mycobacterium 
Corynebacterineae; 


Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 


Erythrobacter. 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 
Rubritepida. 


Rubrobacter 
6 Rubrobacter 


Rubrobacterineae; 


Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 


Carnobacterium 

5 Carnobacterium 

erium. 

Psychrobacter jeotgali 
jeotgali Bacteria; 

r. 

Pseudoxanthomonas 

6 Pseudoxanthomonas 
omonadaceae; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 

Cupriavidus 

vidus campinensis 
Cupriavidus. 
Bartonella capreoli 


2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


342952 Bacteria_ 


subterraneus stra 
Firmicu 


Bacteria; 
342952 Bacteria_ 
strain IPT10 16S 
Proteobacteria; 

342952 Bacteria_ 
strain LMG 16225 
Proteobacteria; 

342952 Bacteria_ 


caledonica strain 
caledonica Bacter 
342952 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; 


didelphis strain 


didelphis Bacteri 
342952 Bacteria_16S 
peptonophila stra 
peptonophila Bact 
342952 Bacteria_16S 
peptonophila stra 
peptonophila Bact 
342952 Bacteria_16S 
strain JSS-26 16S 
Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 


strain T1-X7 16S 


B 


B 


B 
342952 Bacteria_16S 


16S 2312978 2313027 1 50 gi 


Geobacil 
124 gi 


tes; Bacillales; Bacillaceae; 
16S 2331157 2331190 91 
ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; 
16S 2385690 2385723 91 124 

16S ribosomal RNA, par 
etaproteobacteria; Burkholderiales; 
16S 2387216 2387249 91 124 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Be 
2411589 2411622 91 


gi 


124 gi 
etaproteobacteria; Burkholderiales; Te 
2417751 2417800 1 50 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2452612 2452661 1 50 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2452686 2452727 77 118 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2460159 2460188 96 125 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2461651 2461680 96 125 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2493262 2493344 1 83 gi 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 
australiensis str 


australiensis Bac 


Intrasporangiacea 
342952 Bacteria_16S 


strain 3CB-1 16S 
Proteobacteria; 


strain LMG 3413 1 
Proteobacteria; 


strain ATCC 43186 
Firmicutes; 


strain ATCC 51266 
Firmicutes; Lacto 


342952 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


342952 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


342952 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


342952 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


342952 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


342952 Bacteria_16S 


thomssenii strain 


B 
342952 Bacteria_16S 
johannae strain C 
johannae Bacteria 
Gluconacetobacter. 
342952 Bacteria_16S 


B 
342952 Bacteria_16S 


Lacto 
342952 Bacteria_16S 


2494749 2494806 1 58 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2499278 2499311 91 124 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2509979 2510008 96 125 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


gi 


’ 


2532709 2532742 91 124 


gi 
etaproteobacteria; Burkholderiales; Bu 
2590182 2590231 1 50 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2593335 2593384 1 50 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2619632 2619661 96 125 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2622569 2622618 1 50 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2624150 2624179 96 125 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhizobia 
2625722 2625755 91 124 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 
2642513 2642546 92 125 gi 
eltaproteobacteria; Desulfobacterales; 
2656014 2656067 1 54 gi 
44276 16S ribosomal RNA, partial 


DSM 


in 34 16S ribosomal RNA, partial seque 
2329695 23312 
Bu 


tial sequence 2384259 23857 


Burkholderia 


taproteobacteria; 


6S ribosomal RNA, partial sequence 2410156 24116 


2458757 24601 


2460248 24616 


2491905 24933 


2497830 24993 


6S ribosomal RNA, partial sequence 2531266 25327 


2618180 26196 
yclaceae; 


6S ribosomal RNA, partial sequence 2641027 26425 


219857521 
nce 23115 
lus. 

219857509 


rkholderia 
219857470 


rk 
219857469 
sequence 


v 


219857453 


pidimonas. 
219857448 
sequence 
ococcaceae 
219857418 
1 sequence 
tinomyceta 
219857418 
1 sequence 
tinomyceta 
219857410 


Sphingomon 
219857409 


Sphingomon 
219857388 


ococcineae 
219857387 
uence 

e; Actinom 


219857384 


ocyclaceae 
219857371 
uence 
Rhodospir 


219857356 


rkholderia 
219857275 
25888 
cus. 
219857273 
25919 
cus. 
219857253 


oc 
219857251 
ence 26212 
microbium. 
219857249 
26227 
les; Phyll 
219857248 
al sequenc 
acteria; X 


219857230 


Desulfoba 


Burkhold 


ref|NR_025109.1 
80 2313074 Geobac 


ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025041.1 


ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_025006.1 

2451243 245274 
ceae; Seinonell 
ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024975.1 

2493400 249486 
ycetales; Microc 


ref |NR_024972.1 


; Thauera. 
ref |NR_024959.1 

2508571 251001 
illales; Acetoba 
ref|NR_024944.1 
ceae; Cupriavidu 
ref |NR_024906.1 
00 2590328 Entero 


ref |NR_024904.1 
38 2593451 Entero 


ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024881.1 
00 2622680 Planom 


ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 


219857221 
sequence 


Geobacillus 
illus subterraneus 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 
Burkholderia 

6 Burkholderia 

deriaceae; Burkholderia. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Streptococcus 
5 Streptococcus 


Seinonella 
3 Seinonella 


a. 


Seinonella 
3 Seinonella 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 

occineae; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Dechloromonas agitata 
agitata Bacteria; 


Planomicrobium 
icrobium mcmeekinii 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Rhodanobacter 

6 Rhodanobacter 
Xanthomonadaceae; 


Desulfocella halophila 


halophila Bacteria; 


focella. 


ref|NR_024849.1 
2654667 265613 


Corynebacterium 
8 Corynebacterium 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


342952 Bacteria_16S 2664912 2664961 1 50 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


342952 Bacteria_16S 2666474 2666523 1 50 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

342952 Bacteria_16S 2699428 2699477 1 50 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 2788174 2788223 1 50 gi|219857125|ref|NR_024753.1] Alicyclobacillus 


herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
342952 Bacteria_16S 2864173 2864202 96 125 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

342952 Bacteria_16S 2865689 2865718 96 125 gi| 219856881 |ref|NR_024700.1| Sphingomonas 
echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 2864276 2865738 Sphingomonas 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 
342952 Bacteria_16S 2875031 2875080 1 50 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 


342952 Bacteria_16S 2922448 2922564 1 118 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
342952 Bacteria_16S 2926916 2926945 96 125 gi|219856839|ref|NR_024658.1| Paracoccus 


carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 


342952 Bacteria_16S 2966192 2966221 96 125 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
strain S37 16S ribosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

342952 Bacteria_16S 2976829 2976874 1 46 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 3004422 3004451 96 125 gi|219846921|ref|NR_026513.1| Gluconacetobacter 


europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


342952 Bacteria_16S 3025410 3025459 1 50 gi|219846907|ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

342952 Bacteria_16S 3026920 3026949 96 125 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
342952 Bacteria_16S 3055997 3056026 96 125 gi| 219846885 |ref|NR_026477.1| Propionivibrio 


dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 


342952 Bacteria_16S 3060542 3060575 91 124 gi|219846882|ref|NR_026474.1| Thauera selenatis 
strain AX39 16S ribosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

342952 Bacteria_16S 3062083 3062116 91 124 gi| 219846881 |ref|NR_026473.1| Thauera 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
342952 Bacteria_16S 3063560 3063589 96 125 gi|219846880|ref|NR_026472.1| Sulfitobacter 


mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 
342952 Bacteria_16S 3075386 3075415 96 125 gi|219846872|ref|NR_026464.1| Ferribacterium 
limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 

342952 Bacteria_16S 3076796 3076915 1 122 gi|219846871|ref|NR_026463.1| Rhizobium undicola 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
342952 Bacteria_16S 3083046 3083119 53 125 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 
342952 Bacteria_16S 3108482 3108511 96 125 gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum 
strain N2 16S ribosomal RNA, complete sequence 3107102 3108515 Rhodovulum robiginosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


342952 Bacteria_ 


strain N1 16S rib 
Proteobacteria; Alphapro 


342952 Bacteria_ 
strain DSM 12081 
Proteobacteria; 

342952 Bacteria_ 


intermedius strai 
Proteob 


Bacteria; 
342952 Bacteria_ 


denitrificans str 
denitrificans Bac 


Hyphomicrobium. 


342952 Bacteria_16S 
strain A901/1 16S 
Proteobacteria; Alphapro 
342952 Bacteria_16S 
heliothermus strain EL-2 
heliothermus Bacteria; 


Antarctobacter. 


342952 Bacteria_16S 
strain Ekho Lake- 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
342952 Bacteria_16S 


B 


16S 
osomal 


3109947 3109976 96 125 
RNA, complete sequence 

teobacteria; Rhodobacterales; R 
16S 3114508 3114541 91 124 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Rhodocyclales; Rhod 
16S 3119104 3119133 96 125 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
16S 3125143 3125172 96 125 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 


al 


3135467 3135496 96 
riboso 


125 

mal RNA, partial sequence 
teobacteria; Rhodobacterales; R 
3162868 3162897 96 125 gi 
19 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


gi 


P 


3164336 3164365 96 125 gi 


172 16S ribosomal RNA, partial sequence 


3208396 3208449 1 54 gi 


219846849 
3108566 31099 
ho 
219846846 


oc 
219846843 
en 
ri 
219846839 


er 


219846832 
3134094 31355 
ho 
219846814 
eq 
ri 


219846813 


ho 
219846783 


ref|NR_026441.1 


dobacteraceae; Rhodovulu 
ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref|NR_026431.1 

3123738 312518 
obiales; Hyphomi 


31130 
yclaceae 


ce 31176 
llales; 


sequence 
ia; Rhiz 


ref|NR_026424.1 


dobacteracea 


ref 


e; Paracoccu 
NR_026406.1 
161511 316291 
bacterales; Rhod 


Ww 


uence 
a; Rhodo 


ref|NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref|NR_026375.1 


31629 
dobacter 


sundsvallense str 
sundsvallense Bac 


Corynebacteriaceae; Corynebacterium. 


ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 


ia 
e; 


1 sequen 
Actinomycet 


ce 3207052 320851 
ales; Coryne 


342952 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


strain DSM 6035 1 
Firmicutes; 


Actinomycetaceae; 


342952 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


342952 Bacteria_16S 


strain ATCC 51856 


Lacto 
342952 Bacteria_16S 
hordeovulneris st 
hordeovulneris Ba 


3209973 3210002 96 125 gi 
Sphingomonadales; 
3211465 3211494 96 125 gi 


Sphingomonadales; 
3305437 3305494 1 58 gi 


bacillales; Lactobacillaceae; Lactobac 
3417779 3417836 1 58 gi 
rain CIP 103149 16S ribosomal RNA, par 


Actinomyces. 

3419311 3419340 96 125 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


3499053 34991101 58 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


342952 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; 


pseudalcaliphilus 
pseudalcaliphilus 


342952 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


342952 Bacteria_16S 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


342952 Bacteria_16S 


strain 106 16S ri 


B 


3523380 3523413 91 124 


gi 


3535391 3535440 1 50 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3538514 3538563 1 50 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3540085 3540134 1 50 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3543212 3543261 1 50 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3544768 3544817 1 50 


gi 


gi 


gi 


lales; Bacillaceae; Bacillus. 

3554078 3554107 96 125 gi 
CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


v 


3557187 3557220 91 124 
bosomal RNA, partial sequence 


gi 


cteria; Actinobacteria; Actinobacterid 


Sp 


il 


ti 
ae 


qu 


’ 


no 


Oc 


il 


qu 
R 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 


Sp 
219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 219846718 


6S ribosomal RNA, partial sequence 3304055 33055 


219846633 


219846632 


219846577 


219846561 
6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhod 
342952 Bacteria_16S 219846553 


eq 


219846551 
3537139 35386 


219846550 
3538695 35402 


219846548 
3541838 35433 


219846547 
6S ribosomal RNA, complete sequence 3543393 35448 


219846541 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026310.1 
44 Lactobacillus 


hingomon 


hingomon 


lus. 
ref 
nce 
myce 


NR_026225.1 
341641 
Actin 


al seque 
Actino: 


‘ tales; 


ref |NR_026224.1 
3417892 341936 
rillales; Acetob 


ence 
Rhodospi 


ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026153.1 


34976 
mycineae 


Thauera. 
NR_026145.1 


53553 


yclaceae 


uence 
laceae; 


NR_026143.1 


ref|NR_026142.1 


ref|NR_026140.1 
42 Bacillus 


ref|NR_026139.1 
98 Bacillus 


ref |NR_026133.1 
3552654 355413 
illales; Acetoba 


ence 
hodospir 


219846538 
3555718 3557247 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


’ 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 
Antarctobacter 

0 Antarctobacter 

obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Corynebacterium 
9 Corynebacterium 
bacterineae; 


Sphingomonas mali 


mali Bacteria; 


monas. 
Sphingomonas pruni 


pruni Bacteria; 


monas. 
Lactobacillus panis 
panis Bacteria; 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 

Thauera aromatica 


32 Thauera aromatica Bacteria; 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


ref|NR_026130.1 


Zoogloea. 


Zoogloea ramigera 


342952 Bacteria_16S 


strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial s 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 


3570736 3570765 96 


Acetobacter subgen. Acetobacter. 


342952 Bacteria_16S 


strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


342952 Bacteria_16S 


3575282 3575311 96 


3592092 3592121 96 


125 


125 


125 


219846529 
equence 
rillales; 


gi 


gi|219846526 
Acetobacte 


gi|219846515 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


342952 Bacteria_16S 


strain LMG 7837 1 


in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
3604397 3604426 96 


125 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Sinorhizobium. 


342952 Bacteria_16S 


strain H152 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
342952 Bacteria_16S 3723862 37239111 50 gi|219846419|ref|NR_026010.1 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 372398 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 3726808 3726865 1 58 gi|219846417|ref|NR_026008.1 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 372690 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Thermomonosporaceae; Actinomadura. 

342952 Bacteria_16S 3782029 3782058 96 125 gi|219846376|ref|NR_025967.1 
strain RB 16S ribosomal RNA, partial sequence 3780594 37820 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

342952 Bacteria_16S 3894632 3894661 96 125 gi|219846299|ref|NR_025889.1 


strain F9251 16S 


3657298 3657327 96 125 
ibosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


342952 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


342952 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


342952 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


342952 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


342952 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


342952 Bacteria_16S 


strain gal 1261 1 


3897711 3897760 1 50 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
3931223 39312721 50 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3959133 3959182 1 50 gi 
ain M-8 16S ribosomal RNA, complete se 
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4169033 4169062 96 125 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

342952 Bacteria_16S 4178265 4178298 91 124 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
342952 Bacteria_16S 65061 65089 96 124 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

342952 Bacteria_16S 81381 81429 1 49 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

342952 Bacteria_16S 113533 113561 97 125 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

342952 Bacteria_16S 115132 115160 97 125 gi| 265678986 |ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

342952 Bacteria_16S 122754 122782 1 29 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
342952 Bacteria_16S 124241 124293 1 53 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
342952 Bacteria_16S 131753 131781 1 29 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

342952 Bacteria_16S 153083 153111 96 124 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 263079 263107 96 124 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

342952 Bacteria_16S 308665 308693 96 124 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

342952 Bacteria_16S 355590 355658 1 69 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 


strain AS130 16S ribosomal RNA, partial sequence 
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6S ribosomal RNA, partial sequence 4167649 41690 
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78 Sulfitobacter 


Sulfitobacter dubius 
dubius Bacteria; 


0 Rhodoplanes elegans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

342952 Bacteria_16S 499644 499672 96 124 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

342952 Bacteria_16S 501196 501224 96 124 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

342952 Bacteria_16S 504263 504291 96 124 gi|265678716|ref|NR_029021.1]| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

342952 Bacteria_16S 511783 511903 1 118 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

342952 Bacteria_16S 534701 534729 96 124 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

342952 Bacteria_16S 543865 543893 96 124 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

342952 Bacteria_16S 755148 755184 89 125 gi|265678543|ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
342952 Bacteria_16S 805711 805739 1 29 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

342952 Bacteria_16S 866640 866668 96 124 gi|265678468|ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

342952 Bacteria_16S 884559 884587 1 29 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 


hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; 
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Coriobacteriaceae; Slackia. 

342952 Bacteria_16S 932351 932379 96 124 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
342952 Bacteria_16S 943187 943215 96 124 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

342952 Bacteria_16S 944750 944778 96 124 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

342952 Bacteria_16S 946313 946341 96 124 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

342952 Bacteria_16S 947877 947905 96 124 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

342952 Bacteria_16S 949439 949467 96 124 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

342952 Bacteria_16S 951004 951032 96 124 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

342952 Bacteria_16S 1127275 1127303 1 29 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

342952 Bacteria_16S 1248311 1248429 1 121 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

342952 Bacteria_16S 1348296 1348324 1 29 gi|228720860|ref|NR_027598.1| Syntrophobacter 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Syntrophobacteraceae; Syntrophobacter. 
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342952 Bacteria_16S 2141435 2141463 1 29 gi| 219857641 |ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

342952 Bacteria_16S 2156551 2156579 96 124 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 
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342952 Bacteria_16S 2645627 2645655 96 124 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

342952 Bacteria_16S 2750400 2750428 96 124 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

342952 Bacteria_16S 2848660 2848688 96 124 gi|219856892|ref|NR_024711.1| Delftia acidovorans 


strain IAM 12409 


342952 Bacteria_16S 


saccharophila strain DSM 654 16S ribosomal RNA, partial 
saccharophila Bacteria; 


342952 Bacteria_16S 


lanceolatus strain ATCC 14669 16S ribosomal RNA, partia 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteri 


342952 Bacteria_16S 
huttiense strain 


2850217 2850245 96 


Proteobacteria; 
2862632 2862660 96 


2868804 2868832 96 


124 


124 


124 


gi 


Betaproteobacte 


gi 


gi 


ATCC 14670 16S ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 2847193 28487 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


mamon 


sequ 
ria; 


1 seq 
a; Bu 


seque 


219856891 


219856883 


219856879 


adaceae; Delftia. 
ref|NR_024710.1 
ence 2848765 285026 
Burkholderiales; Comai 
ref|NR_024702.1 
uence 2861171 286267 
rkholderiales; Comamo 
ref |NR_024698.1 


nce 2867356 286884 


huttiense Bacteri 
Herbaspirillum. 


a; Proteobacteria; Betaproteobacteria; 


Burkholderial 


es; Oxalobac 


342952 Bacteria_16S 


3014961 3014989 96 


124 


gi 


219846914 


ref|NR_026506.1 


14 Delftia acidovorans Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Acidovorax defluvii 


Hydrogenophaga. 


strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 


Proteobacteria; B 


342952 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


etaproteobacteria; Burkholderiales; Co: 
3079939 3079967 97 125 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


mamonadaceae; 
219846869 |ref 


ellales; Desul 


ence 3078457 3079982 Desulf 


Acidovorax. 
NR_026461.1 


furellaceae; 


3081515 3081543 97 


125 


219846868 


ref|NR_026460.1 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 


342952 Bacteria_16S gi a 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 


342952 Bacteria_ 
strain DSM 44267 


342952 Bacteria_ 


guttoideum strain 
guttoideum Bacter 


342952 Bacteria_ 


acanthamoebae str 
acanthamoebae Bac 


342952 Bacteria_ 


ATCC19120 16S rib 
Liste 


Bacillales; 
342952 Bacteria_ 


strain Feox-1 16S 
B 


Proteobacteria; 
342952 Bacteria_ 


strain LMG 2207 1 
B 


Proteobacteria; 
342952 Bacteria_ 
pfennigii strain 


pfennigii Bacteri 


Syntrophobacter. 


342952 Bacteria_16S 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
342952 Bacteria_16S 
neopropionicum st 
neopropionicum Ba 
342952 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; 


Bacteria; 


Proteobacteria; 


lentocellum strai 
Bacteria; 


Bacteria; 


norvegica strain 
Bacteria; 


Firmicutes; Clost 


342952 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


342952 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


342952 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


342952 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


342952 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


Bacil 
342952 Bacteria_16S 
acetivorans strai 
Proteob 
342952 Bacteria_16S 
strain Anox B 16S 
B 
342952 Bacteria_16S 


Firmicu 
342952 Bacteria_16S 
celerecrescens st 
celerecrescens Ba 
342952 Bacteria_16S 
thermophilus stra 
thermophilus Bact 
342952 Bacteria_16S 
apsheronum strain 
Proteob 
342952 Bacteria_16S 


Proteob 
Thermodesulforhab 
342952 Bacteria_16S 
strain PV1 16S ri 


16S 3153584 3153636 1 53 gi 


16S 3158413 3158441 96 124 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
16S 3234095 3234213 1 121 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
16S 3246355 3246403 1 49 gi 
osomal RNA, partial sequence 
riaceae; Listeria. 

16S 3270340 3270368 96 124 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
16S 3350977 3351005 96 124 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
16S 3408780 3408812 1 33 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


3413365 3413417 1 53 gi 
16S ribosomal RNA, partial sequence 


3527916 3527944 96 124 
rain DSM 3847 16S ribosomal RNA, 
cteria; Firmicutes; Clostridia; 
3540153 3540200 71 118 


gi 
compl 
Clostr 


gi 


lales; Bacillaceae; Bacillus. 

3589012 3589040 97 125 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3590561 3590589 96 124 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Id 
3598223 3598251 96 124 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3599771 3599799 96 124 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3678790 3678818 96 124 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3699752 3699780 1 29 gi 
1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3777411 3777439 1 29 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 

4071456 4071484 1 29 
bosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
4082247 4082275 96 124 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
4136540 4136584 1 45 gi 
rain MQ-4 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; 
4138106 41381501 45 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4144368 4144412 1 45 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 


gi 


gi 


Spiroplasma 


oc 


le 


pt 


rk 


v 


no 


et 
id 
219846550 
6S ribosomal RNA, partial sequence 3538695 35402 


nc 
el 
219846516 
3589120 35906 
eo 
219846509 
ce 35967 
iraceae; 
219846508 
sequenc 


en 
sp 


al 
id 
219846452 
ue 
es 


nc 
ib 


nce 
ob 


4080799 40 
pi 


4136739 41 
ta 
219846118 
4143001 41 
ta 
219846114 


4150620 4150664 1 45 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Ss; 


ence 


219846741 
3268876 32703 
othrix. 

219846684 
6S ribosomal RNA, partial sequence 3349528 33510 
holderia 
219846640 
equence 
Syntroph 


219846636 
34120 
mycineae 
219846558 
e sequen 


iales; 


219846517 
35875 


e 
lales; 


nella. 


iales; 


nce 


v 


e 


e 


219846172 
4070099 40 


Veillo 


8 
dimon 


lasma 


3 


ceae; 


4 
ceae; 


occineae 
219846817 
equence 
Lachn 
219846765 
qu 
hlamydiace 
219846757 
3244997 32464 


Deferr 
219846437 

36983 
rionales 
219846379 

37759 
acterale 


715 
nel 
219846165 


as. 
219846123 
equence 
Entomop tal 


219846122 


ref|NR_026412.1 


; Intrasporangia 

ref|NR_026409.1 
3156952 315844 

ospiraceae. 

ref |NR_026357.1 
3232707 323424 

ae; Parachlamydi 


ref |NR_026349.1 


ref |NR_026333.1 


ref|NR_026276.1 


ceae; Paucimonas 
ref |NR_026232.1 

3407396 340888 
obacterales; Syn 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref|NR_026142.1 
15 Bacillus 


c 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 


ref|NR_026108.1 


D 


ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


C 


ref |NR_025762.1 
la. 
ref|NR_025755.1 
22 
ref|NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


rs 


es; 
ref 
82 
Sp lasma. 

NR_025708.1 


irop 
ref 

45 
Sp 


iroplasma. 


ref 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Desulfotomaculum 
6 Desulfotomaculum 


Parachlamydia 
7 Parachlamydia 
a. 
Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Clostridium 
8 Clostridium 
lostridium. 
Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Desulfurella 

urella acetivorans 
Desulfurella. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium 

idium lentocellum 

m. 

Clostridium 

6 Clostridium 
lostridium. 
Deferribacter 

5 Deferribacter 
ferribacter. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


NR_025704.1 


Spiroplasma. 


Spiroplasma helicoides 


4149264 4150768 Spiroplasma helicoides Bacteria; 
Spiroplasmataceae; 


342952 Bacteria_ 


strain CUAS-1 16S 
Tenericutes; Moll 


342952 Bacteria_ 
strain AES-1 16S 


Tenericutes; Moll 


342952 Bacteria_ 


strain EC-1 16S r 
Tenericutes; Moll 


342952 Bacteria_ 


strain CCH 16S ri 
Tenericutes; Moll 


342952 Bacteria_ 


thermodepolymeran 
thermodepolymeran 


Schlegelella. 
342952 Bacteria_ 


strain R18165 16S 


342952 Bacteria_ 


strain PCL 16S ri 


Fusobacteria. 
342952 Bacteria_ 


strain PCL 16S ri 


Fusobacteria. 
342952 Bacteria_ 


thermophilum stra 
thermophilum Bact 


342952 Bacteria_ 


modestum strain Gra 
modestum Bacteria; 


342952 Bacteria_ 


modestum strain Gra 
modestum Bacteria; 


342952 Bacteria_ 


polysaccharolytic 


Firmicutes; 


342952 Bacteria_1 
bajacaliforniensi 
bajacaliforniensi 
342952 Bacteria_1 
glaucum strain IM 


glaucum Bacteria; 


ribosomal RNA, 


16S 149867 


bosomal RNA, 


149898 1 


16S 149957 


bosomal RNA, 


149988 93 


16S 205065 205108 1 


16S 232519 232550 1 


Fusobacteria; 


16S 232611 232642 93 


; Fusobacteria; 


16S 270516 270559 1 


Corynebacteriaceae; Corynebacterium. 


342952 Bacteria_1 


strain GraTa 2 16 
Fusobacteria; 


342952 Bacteria_16S 


strain GraTa 2 16 


Fusobacteria; Fus 


342952 Bacteria_16S 
strain NGA 16S ri 


Synergistetes; 


342952 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


342952 Bacteria_16S 
strain M39 16S ri 
G 
342952 Bacteria_16S 


Proteobacteria; 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


342952 Bacteria_16S 
n A25 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


342952 Bacteria_16S 


879928 879971 1 


in H-6-12 16S ribosomal RNA, 
eria; Dictyoglomi; Dictyoglomales; Dic 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


partial sequence 


partial sequence 


Fusobacteriales; 


42 


Succ 2 16S ribosomal RNA, partial 


Succ 2 16S ribosomal RNA, partial 
Fusobacteriales; 


37444 42389 


16S 4153614 4153658 1 45 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

16S 4155179 4155223 1 45 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 

icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

16S 4156745 4156789 1 45 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 

icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

16S 4159876 4159920 1 45 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 

bosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 

icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

16S 4190515 4190543 96 124 gi| 219846083 |ref|NR_025673.1| Schlegelella 

s strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 

s Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

16S 4238887 4238943 68 124 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


; Actinomycetaceae; Actinomyces. 
32 gi|265678963|ref|NR_029271.1| Clostridium rectum 
148511 150015 Clostridium rectum Bacteria; 
124 gi|265678963|ref|NR_029271.1| Clostridium rectum 
148511 150015 Clostridium rectum Bacteria; 
44 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
complete sequence 203662 205201 Dictyoglomus 
tyoglomaceae; Dictyoglomus. 
32 gi|265678908|ref|NR_029216.1| Propionigenium 
sequence 231154 232668 Propionigenium 
Fusobacteriaceae; Propionigenium. 
124 gi|265678908|ref|NR_029216.1| Propionigenium 
sequence 231154 232668 Propionigenium 
Fusobacteriaceae; Propionigenium. 
44 gi| 265678880 |ref|NR_029186.1| Thermoanaerobacterium 


44 


um strain KMTHCJT 16S ribosomal RNA, p 

Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacte 
342952 Bacteria_1 
strain H168 16S r 
Clost 


gi 


87568 


ales; Stre 


artial sequenc 


ref 


265678459 


6 877087 Strep 
ptomycineae; 


e 26918 


st 


NR_028762.1 


marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 


3 


270620 


rales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

6S 323763 323790 97 124 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 

ibosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 

ridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

6S 485686 485713 97 124 gi| 265678728 |ref|NR_029033.1| Spirochaeta 

s strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 

s Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

6S 580208 580263 69 124 gi|265678666|ref|NR_028971.1| Corynebacterium 

MIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

6S 627136 627167 1 32 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 

S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

627229 627260 93 124 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
obacteriales; Fusobacteriaceae; Ilyobacter. 

677375 677402 97 124 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
bosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 

Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 
737748 737791 1 44 gi| 265678556 |ref|NR_028860.1| Entomoplasma lucivorax 
ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

788906 788941 86 121 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 
bosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

855783 855906 1 124 gi| 265678475 |ref|NR_028778.1| Propionibacterium 
train M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionibacterium. 

876982 877029 1 48 gi|265678461|ref|NR_028764.1| Streptomyces 


tomyces scopiformis 
reptomycetaceae; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcaceae; 


342952 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


342952 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


S ribosomal RNA, 
icutes; 


S ribosomal RNA, 
icutes; 


Prochlorococcus. 
982993 983036 1 


Entomoplasmatales; 
983083 983114 93 


Entomoplasmatales; 


44 


124 


gi 


gi 


265678389 


complete sequence 981620 98314 
Entomoplasmataceae; 


265678389 


complete sequence 981620 98314 
Entomoplasmataceae; 


E 


E 


ref 


ref 


342952 Bacteria_ 


strain T7 16S rib 


16S 1009191 1009257 1 


osomal RNA, partial sequence 


68 gi 


265678372 
1007814 10092 


ref 


NR_028674.1 


NR_028691.1 
1 Entomoplasma 
ntomoplasma. 
NR_028691.1 
1 Entomoplasma 
ntomoplasma. 


Entomoplasma freundtii 
freundtii Bacteria; 


Entomoplasma freundtii 
freundtii Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 1102954 1103075 1 124 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

342952 Bacteria_16S 1113654 1113776 1 124 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

342952 Bacteria_16S 1124357 11244141 58 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 1169721 1169748 97 124 gi| 228719827 |ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

342952 Bacteria_16S 1279662 1279705 1 44 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

342952 Bacteria_16S 1282703 1282734 93 124 gi| 219846087 |ref|NR_025677.1| Entomoplasma somnilux 


strain PYAN-1 16S 
Tenericutes; Moll 


342952 Bacteria_ 


gonidiaformans st 
gonidiaformans AT 


342952 Bacteria_ 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


342952 Bacteria_ 


strain LMG 2210 1 


ribosomal RNA, partial sequence 


1281261 12827 


6S ribosomal RNA, partial sequence 1414552 14160 


49 Entomoplasma 


somnilux Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

16S 1358815 1358846 1 32 gi|228720055|ref|NR_027588.1| Fusobacterium 

rain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
CC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

16S 1402455 1402549 1 96 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
33 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 

ia; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Leifsonia. 

16S 1416006 1416033 98 125 gi|224581448|ref|NR_027230.1| Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

342952 Bacteria_16S 1483042 1483073 1 32 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 

342952 Bacteria_16S 1611694 1611721 98 125 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 

342952 Bacteria_16S 1684632 1684675 1 44 gi|219878419|ref|NR_025558.1]| Clostridium 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 1721346 1721377 1 32 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

342952 Bacteria_16S 1768410 1768449 1 40 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

342952 Bacteria_16S 1809357 1809404 3 50 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

342952 Bacteria_16S 1820061 1820178 1 120 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
342952 Bacteria_16S 1832258 1832289 1 32 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

342952 Bacteria_16S 1832348 1832379 93 124 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

342952 Bacteria_16S 2164020 2164047 1 28 gi|219857626|ref|NR_025215.1| Desulfovibrio 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 


2162629 2164163 Desulfovibrio 


hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


342952 Bacteria_16S 2203618 2203657 79 118 gi| 219857597 |ref|NR_025185.1 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 2202199 220366 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
342952 Bacteria_16S 2288791 2288834 1 44 gi|219857540|ref|NR_025128.1 
strain L1 16S ribosomal RNA, partial sequence 2287434 22889 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
342952 Bacteria_16S 2559562 2559589 97 124 gi|219857338|ref|NR_024926.1 
strain SR12 16S ribosomal RNA, partial sequence 2558106 25596 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

342952 Bacteria_16S 2561065 2561092 97 124 gi|219857337|ref|NR_024925.1 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 25611 

Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

342952 Bacteria_16S 2587159 2587194 86 121 gi|219857277|ref|NR_024908.1 
mediterranea strain MMB1 16S ribosomal RNA, complete sequence 2585691 258722 
mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillal 
342952 Bacteria_16S 2611741 2611864 1 124 gi|219857258|ref|NR_024889.1 


strain DSM 43194 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


342952 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S 


342952 Bacteria_16S 


stanieri strain A’ 
stanieri Bacteria 
Marinobacterium. 


342952 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


342952 Bacteria_16S 


strain 801 16S ri 
Actinobacteria; A 


342952 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


342952 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


2667917 2668039 1 124 gi 
43856 16S ribosomal RNA, partial sequ 


ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 


342952 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


342952 Bacteria_16S 
strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 
genium. 

219846576 


Fusobacteria; Fus 


342952 Bacteria_16S 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 35006 
erium. 

219846496 
16S ribosomal RNA, partial sequence 3613485 36150 


Fusobacteria; Fus 


342952 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


342952 Bacteria_16S 


periodonticum str 
periodonticum Bac 


342952 Bacteria_16S 


nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


342952 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


342952 Bacteria_16S 


congolense strain 
congolense Bacter 


342952 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


3300834 3300869 86 121 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobacter 


3392050 3392081 1 32 gi 


obacteriales; Fusobacteriaceae; Propioni 


3500527 3500558 1 32 gi 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; ct 


3614874 3614921 1 48 
bacillales; Carnobacteriaceae; Alloioc 
3619351 3619382 1 32 gi 
ain EK1-15 16S ribosomal RNA, partial 

teria; Fusobacteria; Fusobacteriales; 

3620732 3620763 1 32 gi 
animalis strain NCTC 12276 16S ribosomal 
animalis Bacteria; 


oc 


se 
Fu 


do 


en 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
342952 Bacteria_16S 


ial sequen 
e; Actinomycet 


219846721 
quence 


ia; 


219846651 


cus. 


219846493 
quence 

sobacter 
219846492 
RNA, pa 
Fusobacteria; 


Fusobacterium. 

3622113 36221441 32 gi| 219846491 |ref|NR_026083.1 
fusiforme strain SOR 16S ribosomal RNA, partial sequence 362084 
fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriac 

3677207 3677234 97 124 gi| 219846453 |ref|NR_026044.1 

SEBR 4224 16S ribosomal RNA, partial sequence 3675717 367724 
ia; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; H 
3760974 3761001 97 124 gi|219846392|ref|NR_025983.1 


ribosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Borrelia. 


nocardin 
219857212 
ce 26665 


eae; 
ref 


ref 
Thiotric 


ref 


ref 


ref 


ref 


iace 


ref 
rtia 


99 2668066 Sacch 


ce 3207052 32085 


3299393 33008 


73 Cetobacterium 


09 Alloiococcus 


3618078 36194 


Pseudonocar 
NR_024840.1 
a 


1 


ales; Coryne 
NR_026313.1 
7 
i 


hales; Pisc 


NR_026243.1 


NR_026168.1 


NR_026088.1 


NR_026085.1 
0 
ae; Fusobact 
NR_026084.1 
1 sequence 


Mycoplasma 
9 Mycoplasma 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Saccharopolyspora 
ropolyspora taberi 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

2845573 2845600 97 124 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
1 RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
pirochaetaceae; Borrelia; Borrelia burgdorferi group 

2867251 2867285 91 125 gi|219856880|ref|NR_024699.1| Marinobacterium 
TCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

2890410 2890449 79 118 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
6S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

3007330 3007452 1 124 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
bosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 

3043695 3043722 1 28 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 
ibosomal RNA, partial sequence 3042319 3043795 Desulfovibrio zosterae Bacteria; 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

3208457 3208512 69 124 gi|219846783|ref|NR_026375.1| Corynebacterium 


9 Corynebacterium 
bacterineae; 


Methylophaga 
9 Methylophaga 


rickettsiaceae; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Cetobacterium ceti 
ceti Bacteria; 


Alloiococcus otitis 


otitis Bacteria; 


Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Halanaerobium 

4 Halanaerobium 
alanaerobium. 


Borrelia coriaceae 


3759507 3761025 Borrelia coriaceae Bacteria; 


342952 Bacteria_ 


gabonensis strain 
gabonensis Bacter 


Desulfovibrio. 
342952 Bacteria_ 


putrefaciens stra 
putrefaciens Bact 


342952 Bacteria_ 
lacurosei strain 


Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; 
342952 Bacteria_16S 4065423 4065450 1 28 gi|219846176|ref 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 40655 


Proteobacteria; 
342952 Bacteria_ 
strain SEBR 2582 
Proteobacteria; 


strain BARC 857 1 


Tenericutes; Moll 
342952 Bacteria_1 
grammopterae stra 
grammopterae Bact 
342952 Bacteria_1 
strain CHPA-2 16S riboso 


Tenericutes; Moll 


342952 Bacteria_16S 
canifelinum strain RMA 1 
canifelinum Bacteria; 
342952 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


342952 Bacteria_16S 


azurea strain NA1 


Bacteria; Actinob 
Saccharomonospora 
342952 Bacteria_16S 
antarctica strain 
Proteob 


Bacteria; 
Pseudoalteromonas 


342952 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


342952 Bacteria_16S 


asymbiotica subsp 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 


342952 Bacteria_16S 


strain TF-27 16S 
Proteobacteria; 


coryniformis subs 


D 


D 
342952 Bacteria_1 
strain YJS 16S ri 
Tenericutes; Moll 
342952 Bacteria_1 
leptinotarsae str 
leptinotarsae Bac 
342952 Bacteria_1 


G 
342952 Bacteria_16S 


16S 3768319 3768346 1 28 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 
16S 


3775890 3775921 93 124 


gi 
eria; Tenericutes; Mollicutes; Mycopla 
16S 3842612 3842639 97 124 gi 
H200 16S ribosomal RNA, complete seque 


eltaproteobacteria; Desulfovibrionales 
16S 4066947 4066974 1 28 gi 


eltaproteobacteria; Desulfovibrionales 
6S 4119850 4119881 93 124 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
6S 4145935 4145978 1 44 gi 
ain LD-1B 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
6S 4164473 4164516 1 44 gi 
6S ribo 
icutes; Entomoplasmatales; 
6S 4175154 4175197 1 44 gi 
in GRUA-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
6S 4181307 4181350 1 44 gi 
mal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
4182848 4182879 1 32 gi 
2708 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fu 
4185810 4185853 1 44 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
2889 3014 1 124 gi 
28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


82950 82980 91 t27 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 
340826 340876 1 51 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Pediococ 
401151 401185 91 125 gi 
australis strain 9802892 16S ribosom 


gi 


; Enterobacteriaceae; Photorhabdus. 


435246 435276 91 121 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
508823 508873 1 51 gi 
p- torquens strain 30 16S ribosomal RN. 


gi 


in KS-1 16S ribosomal RNA, partial seq 


16S ribosomal RNA, partial sequence 4065569 40 


4118405 41 
Entomoplasmat 


somal RNA, partial sequence 4163118 41646 
Entomoplasmataceae; M 


4179947 41814 


4184459 41859 


339450 34088 


433793 43528 


219846386 
sequence 
a; 


219846380 
uence 

smataceae; 
219846334 
nce 38411 


; Desul 
219846175 
669 
; Desul 
219846138 
199 
aceae; 
219846117 
equence 
plasmatale 


219846105 


219846097 

equence 

lasmatales 
219846092 


ataceae; M 
219846089 
sequence 
sobacteria 
219846086 


ataceae; E 
265679062 
1539 
ales; Pseu 
265679009 
ce 81499 
nadales; P 


265678831 
cus. 


265678788 
al RNA, pa 


265678765 
hewanellac 


265678713 
A, complet 


Desulfo 


fov 


fov 


M 


ref 


ref 


Myc 
ref 


ref 


abra 
ref 


esop 
ref 

4 
s; S 
ref 


esop 
ref 

4 
; En 
ref 


esop 
ref 


rs 


ceae 


ref 


ref 


dono 


ref 


seud 


ref 


ref 


rtia 


ref 


eae; 


ref 
e se 


3766971 37683 
vibr 


3774462 37759 
23 3842666 Halan 
18 Desulfovibrio 
ibri 


84 Desulfovibrio 


144567 414608 


173799 41752 


181497 41829 
49 Entomoplasma 
ntomoplasma. 


3029 


83011 


NR_025977.1 
8 
ionales; Des 
NR_025971.1 
2 
oplasma. 
NR_025924.1 


Halanaerobi 
NR_025766.1 


onaceae; Des 
NR_025765.1 


onaceae; Des 
NR_025728.1 


lasma. 
NR_025707.1 


piroplasmata 
NR_025695.1 


lasma. 
NR_025687.1 
8 
tomoplasmata 
NR_025682.1 


lasma. 
NR_025679.1 

5 
; Fusobacter 
NR_025676.1 


NR_029370.1 
Saccha 
cardineae; P 


NR_029317.1 
Pseudo 
oalteromonad 


NR_029136.1 


NR_029093.1 
1 sequence 


NR_029070.1 


Shewanella. 
NR_029018.1 


quence 


a 
U 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Mycoplasma 
7 Mycoplasma 


Halanaerobium 
erobium lacurosei 
m. 


bastinii Bacteria; 
ulfovibrio. 
Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 


Fusobacterium 
4 Fusobacterium 
ium. 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Pseudoalteromonas 
alteromonas antarctica 


aceae; 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


342952 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


342952 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


342952 Bacteria_16S 


Lactobacillus. 
517883 517917 91 125 gi 
- thracensis strain 39-8 16S ribosomal 


Enterobacteriaceae; Photorhabdus. 

519448 519482 91 125 gi 
- kayaii strain 1121 16S ribosomal RNA 
- kayaii Bacteria; Proteobacteria; 
e; Photorhabdus. 


, 


Gammaproteoba 


265678707 
RNA, comp 


265678706 


, complete 


548403 548433 91 121 


gi 


ref 
lete 


ref 
seq 
cter 


265678687 


NR_029012.1 
sequence 


NR_029011.1 
uence 517982 
ia; Enteroba 


ref 


Photorhabdus 
516416 517931 


thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


NR_028992.1 


Pseudoalteromonas 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


Desulfovibrio bastinii 


Mesoplasma chauliocola 
46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 
luminosum Bacteria; 


342952 Bacteria_16S 
prausnitzii strai 
prausnitzii Bacte 
342952 Bacteria_16S 
strain 289 16S ri 
Proteobacteria; 
342952 Bacteria_16S 
aerolatum strain 
Bacteria; Actinob 
Microbacterium. 
342952 Bacteria_16S 


40M4T 16S ribosomal RNA, 


Gammaproteobacter 
342952 Bacteria_16S 
strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 
342952 Bacteria_16S 
odorimutans strai 
odorimutans Bacte 
Anaerovorax. 
342952 Bacteria_16S 
warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 
342952 Bacteria_16S 
strain B43 16S ri 
Proteobacteria; G 
342952 Bacteria_16S 
strain XINach 16S 
Proteobacteria; G 
342952 Bacteria_16S 
luminescens subsp. 


Photorhabdus luminescens subsp. 
Enterobacteriaceae; 


Enterobacteriales; 
342952 Bacteria_16S 
luminescens subsp 


Enterobacteriales; 
342952 Bacteria_16S 
histaminiformans 
histaminiformans 
342952 Bacteria_16S 
strain SW-45 16S 
Proteobacteria; G 
342952 Bacteria_16S 
strain Uedal07 16 
Proteobacteria; G 
342952 Bacteria_16S 
trevisanii strain 
trevisanii Bacteria; 
342952 Bacteria_16S 
flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 
342952 Bacteria_16S 
oceanense strain 

Bacteria; Proteob 
342952 Bacteria_16S 
strain PSv29 16S 

Proteobacteria; D 
342952 Bacteria_16S 
elyakovii strain 

elyakovii Bacteri 
Pseudoalteromonas 
342952 Bacteria_16S 
selenitireducens 
selenitireducens Bact 
342952 Bacteria_16S 


Bacteria; 


"WeeTee' 


725724 725758 91 


736295 736329 90 
Firmicutes; 
764291 764321 91 
771946 771976 91 
869681 869711 1 


Fusobacteria; 
889130 889188 1 


924654 924684 1 


926196 926310 1 


938544 938574 91 


960212 960261 1 


eria; Firmicutes; Bacill 
966419 966449 91 


125 


124 


121 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 


121 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


31 


59 


31 


115 


ribosomal RNA, partial sequence 
eltaproteobacteria; 


121 


gi 


akhurstii strain FRGO4 16S ribosomal 
Photorhabdus luminescens subsp. 
Enterobacteriaceae; 


gi 


strain MR2 16S ribosomal RNA, partial 


Clostridia; Clos 


gi 


762839 76433 


gi 


770475 77198 


gi 


1999 16S ribosomal RNA, part 


Fusobacteriales; Fus 


gi 


-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 


gi 


924822 92631 
Desulfobacterales; 


gi 


KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


strain MLS10 16S ribosomal RNA, partia 


50 gi 
ales; Baci 
121 gi 


265678565 
RNA, part 


265678558 
sequence 

tridiales; 
265678537 


265678532 


seudomonad 
265678466 
ial sequen 
obacteriac 
265678452 
nce 88778 
ales; Pseu 


265678429 
nce 92324 
acterales; 
265678428 


Desulfoba 
265678420 
uence 
Alteromo 


’ 


265678405 
1 sequence 
llaceae; B 
265678401 


ref 
ial 


ref 


ref 


ref 


ref 


eae; 
ref 


ref 


ref 


ref 


ref 


ref 


subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Salinivibrio. 


734793 73632 
Vei 


acea 


acea 


ce 868327 86978 


3 889225 Sacch 
dono 


9 924771 Desul 
Des 


937095 93858 


nada 


958824 96027 
acil 


NR_028869.1 
sequence 
NR_028862.1 


llonellacea 
NR_028841.1 


e; 
NR_028836.1 


e; 
NR_028769.1 


Leptotrich 
NR_028754.1 


cardineae; 
NR_028731.1 


ulfobactera 
NR_028730.1 


aceae; Desu 
NR_028722.1 
8 
les; Pseudo 
NR_028707.1 
2 
lus. 
NR_028703.1 


9 
e 


7 
i 
a 


P 


f 
c 


1 


a 


595378 595404 92 118 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
n ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
ria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 
616683 616713 91 121 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
bosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
619646 619704 1 59 gi|265678639|ref|NR_028944.1| Microbacterium 
V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
645660 645690 91 121 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 
663586 663620 91 125 gi|265678607|ref|NR_028912.1| Enterobacter cloacae 
ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
665142 665168 98 124 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
n NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
692471 692505 91 125 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
n NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
717909 717943 91 125 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
bosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
722554 722588 91 125 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 
ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
724140 724174 91 125 gi|265678566|ref|NR_028870.1| Photorhabdus 
laumondii strain TT0O1 16S ribosomal RNA, partial sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Allisonella 
Allisonella 
Allisonella. 
Marinobacter litoralis 


, 


4 Marinobacter litoralis Bacteria; 
Marinobac 


ter. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 
Cellvibri 


O°. 
Leptotrichia 
Leptotrichia 
a. 
Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 
cter 


fofaba. 
Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Bacillus 
Bacillus 


Salinivibrio costicola 


964933 966480 Salinivibrio costicola 


342952 Bacteria_16S 974110 974144 90 124 gi| 265678395 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 97261 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

342952 Bacteria_16S 987810 987844 91 125 gi| 265678386 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 98633 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
342952 Bacteria_16S 989390 989424 91 125 gi| 265678385 
strain 167 16S ribosomal RNA, partial sequence 987916 98944 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
342952 Bacteria_16S 990970 991004 91 125 gi| 265678384 
strain I-75 16S ribosomal RNA, partial sequence 989496 99101 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
342952 Bacteria_16S 1004780 1004810 91 121 gi| 265678375 
strain ATCC 33433 16S ribosomal RNA, partial sequence 10033 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
342952 Bacteria_16S 1010792 1010822 91 121 gi| 265678371 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 10108 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
342952 Bacteria_16S 1083378 1083428 1 51 gi| 265678321 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
342952 Bacteria_16S 1131792 1131850 1 59 gi| 253680769 


strain ES10.1 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


342952 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 


Dethiosulfovibrio 


342952 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


342952 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


342952 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


342952 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


342952 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


342952 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


342952 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


342952 Bacteria_16S 


strain USDA 9030 


ribosomal RNA, partial sequence 
Stre 
1134804 1134862 1 59 gi 
CECT 5990 16S ribosomal RNA, partial s 


e; Corynebacterium. 

1172813 1172839 98 124 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 

1228679 1228709 91 121 
ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 

1230215 1230245 91 121 gi 
ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 

1343738 1343768 91 121 gi 


gi 


1130448 11319 


a; Actinobacteria; Actinobacteridae; Actinomycet 


1227244 12287 


1228770 12302 


ptosporang 
253680767 
equence 


228719312 
ence 11713 
istia; Syn 


219878281 


seudomonad 
219878280 


seudomonad 
228721107 


ref |NR_028697.1 
7 974173 Waddli 


ref |NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teriaceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref |NR_028673.1 


eae; Shewanella. 
ref |NR_028623.1 
61 Lactobacillus 
ref |NR_028017.1 
inea 
ref 


e; Nocardiop 
NR_028015.1 
133500 113488 
ales; Corynebact 


R 


’ 


ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref |NR_025420.1 


acea 
ref 


e; Cellvibri 
NR_025419.1 


acea 
ref 


e; Cellvibri 
NR_027602.1 


Waddlia chondrophila 
a chondrophila Bacteria; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Shewanella algae 


53 Shewanella algae Bacteria; 


Lactobacillus equi 
equi Bacteria; 


Nocardiopsis exhalans 


04 Nocardiopsis exhalans Bacteria; 


saceae; Nocardiopsis. 
Corynebacterium 

1 Corynebacterium 

erineae; 


Dethiosulfovibrio 
sulfovibrio 


rgistaceae; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Ferrimonas balearica 


somal RNA, partial seq 
ammaproteobacteria; Al 


S ribosomal RNA, parti 
ammaproteobacteria; Al 


1412991 1413021 91 


uence 1342254 1343799 F 
teromonadales; Ferrimo 
121 gi 
al sequence 1411537 1 
teromonadales; Pseudoa 


224581450 


erri 
nada 


4130 
lter 


monas balearica 
ceae; Ferrimonas. 
ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 


omonadaceae; Algicola. 


DSM 9799 Bacteria; 


1431426 1431460 91 125 gi 
16S ribosomal RNA, par 
ammaproteobacteria; Pasteurellales; Pa 
1443785 1443819 91 125 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pasteure 
1451251 1451309 1 59 gi 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1504102 1504128 96 


122 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


342952 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


342952 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


342952 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


342952 Bacteria_16S 


strain SNG49 16S 
Actinobacteria; A 


342952 Bacteria_16S 


1565767 1565797 1 31 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1568836 1568866 1 31 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 
1634433 1634467 91 125 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1640330 1640388 1 59 gi 
ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; 
1658789 1658819 91 121 


Stre 
gi 


tial sequence 1429972 1 


16S ribosomal RNA, partial sequence 1502684 15041 


1567482 15689 


1638983 16404 


224581435 
4314 
steurellac 
224581426 
14423 
llales; Pa 
224581420 
quence 

Actinomy 


219846475 


biaceae; R 
219846059 
uence 

eriales; F 
219846057 


richia. 
219878454 
equence 
; Aeromona 
219878450 


ptosporang 


ref|NR_027217.1 


eae; Phocoenobac 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref|NR_027201.1 

1449903 145131 
cetales; Coryneb 
ref |NR_026067.1 
hizobium/Agrobac 
ref |NR_025649.1 

1564412 156589 
usobacteriaceae; 
ref|NR_025647.1 
67 Leptotrichia 


ref |NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025589.1 
69 Nocardiopsis 
ineae; Nocardiop 


219878436 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 

Actinobacillus scotiae 

bacillus scotiae 

ctinobacillus. 
Corynebacterium 

6 Corynebacterium 

acterineae; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Leptotrichia 

6 Leptotrichia 
Leptotrichia. 
Leptotrichia hofstadii 


hofstadii Bacteria; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 


ref|NR_025575.1 


Vibrio fortis strain 


CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 


Gammaproteobacter 


ia; Vibrionales; Vibrionaceae; Vibrio. 


342952 Bacteria_16S 
strain 75-80 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
342952 Bacteria_16S 
largum strain SKF-AAD-609 16S ribosomal R 

Kibdelosporangium aridum subsp. 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
342952 Bacteria_16S 
strain Albert 19982 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
342952 Bacteria_16S 
ostraviensis strain LMG 19434 16S ribosomal RNA, partia 


aridum subsp. 


ostraviensis Bact 
Cellvibrio. 


342952 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


342952 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


342952 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


342952 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


342952 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; G 


342952 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


342952 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


342952 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


342952 Bacteria_16S 


strain 95Al1l 16S r 
Proteobacteria; G 


342952 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


342952 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


342952 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


342952 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


342952 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


342952 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


1660343 1660373 91 


1664856 1664914 1 


1668023 1668057 91 


1692295 1692325 91 


eria; Proteobacteria; 


1700062 1700092 91 


1710660 1710786 1 
2070 16S ribosomal RNA, 


1744188 1744246 1 
R2A 16S ribosomal RNA, 


1754912 1754942 91 
n KMM 255 16S ribosomal 
ria; Proteobacteria; G 
1756472 1756502 91 
6S ribosomal RNA, part 
ammaproteobacteria; Oc 
1794076 1794106 91 
osomal RNA, partial se 
ammaproteobacteria; Vi 
1797115 1797145 91 
16S ribosomal RNA, par 
ammaproteobacteria; Vibr 
1847672 1847702 91 
train NF22 16S ribosomal 
acteria; Proteobacteria; 


1931269 1931299 91 
ibosomal RNA, partial se 
ammaproteobacteria; Alte 
1963129 1963163 91 
ibosomal RNA, complete s 
ammaproteobacteria; Past 
1964693 1964727 91 
ain NCIMB 9548 16S ribos 
teria; Proteobacteria; B 


1989203 1989237 91 
6S ribosomal RNA, partia 
ammaproteobacteria; Ente 
1990752 1990786 91 
rain DSM 4543 16S riboso: 
cteria; Proteobacteria; 

1992300 1992334 91 
16S ribosomal RNA, parti 
ammaproteobacteria; Ente 
1995390 1995424 91 
16S ribosomal RNA, parti 
ammaproteobacteria; Ente 
1996926 1996960 91 
6S ribosomal RNA, partia 
ammaproteobacteria; Ente 


342952 Bacteria_16S 


2000010 2000044 91 


somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
342952 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


ammaproteobacter 
ial sequence 1755010 17565 
eanospirillales; 


quence 
brionales; Vibri 


tial sequence 1795652 17971 


121 gi| 219878435 
1658880 16603 
onaceae; 


59 219878432 


gi 


124 gi 
partial sequen 


219878401 
ce 17093 
ales; 
219878378 
ce 17428 
al Stre 


59 gi 
partial sequen 
es; 


219878370 
equence 
ia; Altero 


La gi 
RNA, partial s 


’ 


121 gi| 219878369 
Halomonad 
gi|219878340 
1792623 17941 
onaceae; V 


219878338 


121 


121 gi 
ionales; Vibri 

121 gi 
RNA, partial 
Gammaproteoba 


onaceae; V 
219878304 
sequence 

cteria; Al 


121 gi| 219878241 
quence 1929813 19313 
romonadales; Moritellace 

125 gi| 219878220 
equence 1961654 19631 
eurellales; Pasteurellac 

125 gi| 219878219 
omal RNA, partial sequen 
etaproteobacteria; Hydro 


125 gi| 219878203 
1 sequence 1987760 19892 
robacteriales; Enterobac 
125 gi| 219878202 
mal RNA, partial sequenc 
Gammaproteobacteria; Ent 


125 gi| 219878201 
al sequence 1990842 19923 
robacteriales; Enterobac 
125 gi| 219878199 
al sequence 1993927 19954 
robacteriales; Enterobac 
125 gi|219878198 
1 sequence 1995493 19969 
robacteriales; Enterobac 


G 


NA, partia 
largum Bacteria; Actinobacteria; Actinobacteridae; 


Cory 


ref|NR_025574.1 
ntia. 

NR_025571.1 
quence 


rimo 
ref 
1 se 


© pomeroyi Bact 
ref|NR_025540.1 
12 1710793 Coryn 
nebacterineae; 


ref|NR_025517.1 
31 1744318 Nocar 
ptosporangineae 


v 


ref|NR_025509.1 

1753455 175495 
monadales; Pseu 
ref|NR_025508.1 


acea 
ref 


e; Halomonas 
NR_025479.1 
ibri 
ref 


oO. 
NR_025477.1 


ibrio. 
ref |NR_025443.1 

1846218 184771 
teromonadales; S 
ref|NR_025380.1 
Moritella. 
NR_025359.1 


ae; 
ref 


eae; Pasteurell 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 
ref |NR_025342.1 
teriaceae; Tatum 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025338.1 


teri 
ref 


aceae; Serra 
NR_025337.1 


teri 
ref 


aceae; Rahne 


125 gi|219878196 


e 


e 
Cc 


d 


d 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Kibdelosporangium 
1663507 1664980 


Kibdelosporangium. 

125 gi|219878430|ref|NR_025569.1| Escherichia albertii 

1666570 1668063 Escherichia albertii Bacteria; 

Enterobacteriaceae; Escherichia. 

121 gi|219878413|ref|NR_025552.1| Cellvibrio 
1 sequence 1690867 1692335 Cellvibrio 

Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
121 gi| 219878408 |ref|NR_025547.1| Vibrio pomeroyi strain 


ria; Proteobacteria; 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


oalteromonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
a. 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 

Serratia 

1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 


NR_025335.1 


Pragia fontium strain 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 


342952 Bacteria_16S 
proteus strain 42 
Bacteria; Proteobacteria; 
342952 Bacteria_16S 
strain 81H-380. 1 
Proteobacteria; 
342952 Bacteria_16S 
strain Eb 13/82 1 
Proteobacteria; 
342952 Bacteria_16S 


2001544 2001578 91 


2003079 2003113 91 


2004612 2004646 91 


2006156 2006190 91 


strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 
342952 Bacteria_16S 
strain $1/1-984 1 
Proteobacteria; 
342952 Bacteria_16S 


2007702 2007736 91 


2009246 2009280 91 


125 


125 


125 


125 


125 


125 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 2006247 20 
Gammaproteobacteria; Enterobacteriales; 


gi 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
342952 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
342952 Bacteria_16S 


Proteobacteria; 


2010805 2010839 91 


2092962 2092992 91 


125 


121 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 
342952 Bacteria_16S 2117347 2117377 91 
elongatus strain DSM 6810 16S ribosomal 


Microbulbifer. 
342952 Bacteria_16S 
strain KMM 3582 1 
Proteobacteria; 
342952 Bacteria_16S 


2190011 2190041 91 


2253583 2253641 1 


Gammaproteobacteria; Alteromonadales; 


121 


RNA, partial sequence 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; 


121 


59 


strain KS9 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


342952 Bacteria_16S 2273713 2273743 91 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 


issachenkonii Bacteria; 
Pseudoalteromonas. 
342952 Bacteria_16S 


Proteobacteria; 


2291908 2291938 91 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
342952 Bacteria_16S 


Proteobacteria; 


2329558 2329616 1 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 


121 


121 


59 


Gammaproteobacteria; 


gi 


6S ribosomal RNA, partial sequence 2009346 20 
Gammaproteobacteria; Enterobacteriales; 


gi 
20 


gi 


gi 


6S ribosomal RNA, partial sequence 2188558 21900 
Gammaproteobacteria; Alteromonadales; 


gi 
22 


Streptosporangineae; 


gi 


gi 


Gammaproteobacteria; 


gi 


gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 
342952 Bacteria_16S 2364516 2364550 91 
strain ATCC49733 
Proteobacteria; 


342952 Bacteria_16S 2413156 2413186 91 


125 


121 


gi 


16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; 


gi 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial 


quisquiliarum Bacteria; 
Methylosarcina. 
342952 Bacteria_16S 


Proteobacteria; 


2414720 2414750 91 


strain AML-C10 16S ribosomal RNA, partial sequence 


Proteobacteria; 
342952 Bacteria_16S 
strain DSM 1105 1 
Proteobacteria; 
342952 Bacteria_16S 


2437412 2437445 91 


2440461 2440491 91 


psychrophilus strain Z-0021 16S ribosomal RNA, 
Gammaproteobacteria; Meth 


psychrophilus Bacteria; 
Methylobacter. 
342952 Bacteria_16S 


Proteobacteria; 


2511432 25114901 


Gammaproteobacteria; Meth 


121 


124 gi| 219857430 
Burkholderia 

121 gi|219857428 
complete sequence 


59 


gi 
24 


Gammaproteobacteria; Methylococcales; Methylococc 


6S ribosomal RNA, partial sequence 2436004 24374 
Betaproteobacteria; Burkholderiales; 


gi 


strain VKM Ac-942 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


342952 Bacteria_16S 2512940 2512998 1 


59 


gi 


strain VKM Ac-1457 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


342952 Bacteria_16S 2514431 2514489 1 


pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 


59 


Streptosporang 


gi 


Shewanellac 


Pasteurellac 


219878195 


219878194 


6S ribosomal RNA, partial sequence 2001636 20031 
Gammaproteobacteria; Enterobacteriales; 


219878193 


6S ribosomal RNA, partial sequence 2003168 20046 
Gammaproteobacteria; Enterobacteriales; 


219878192 
219878191 
077 
219878190 


sequence 


219878189 
108 


219878128 
91488 20930 


Shewanellaceae; 


219857657 


219857606 


219857564 
52243 22536 


219857551 
sequence 


219857538 
sequence 
Alter 


219857510 
sequenc 
Actinomyc 


219857485 


219857452 
sequence 


219857451 
13261 24147 


219857370 
25100 
Stre 


219857369 
25115 


20000 
Enterobacteriales; 


Enterobacteriaceae; 


Enterobacteriaceae; 


Enterobacteriaceae; 


Enterobacteriaceae; 


Enterobacteriaceae; 


Alteromonadales; 


ref|NR_025334.1 


ref |NR_025333.1 
17 Leminorella g 


ref |NR_025332.1 
48 Budvicia aqua 


ref |NR_025331.1 


ref |NR_025330.1 
41 Buttiauxella 


ref|NR_025329.1 


ref |NR_025328.1 
50 Buttiauxella 


ref|NR_025267.1 
18 Shewanella ba 
Shewanella. 


ref |NR_025246.1 


Ny 


ref|NR_025195.1 
eae; Shewanella. 
ref|NR_025152.1 
96 Nocardiopsis 


ref|NR_025126.1 


omonadales; 


ref|NR_025098.1 


etales; 


ref|NR_025073.1 
eae. 
ref|NR_025040.1 

2411699 241321 
ylococcales; 


ref|NR_025039.1 


ref|NR_025018.1 
ceae; 
ref|NR_025016.1 

2438995 244052 
ylococcales; 


ref |NR_024958.1 
ptosporangineae; 
ref |NR_024957.1 


inea 


219857368 


ref |NR_024956.1 


2007792 200929 
Enterobacteriales; 


115900 211739 
Alteromonadaceae; 


2272329 227377 
Gammaproteobacteria; Alteromonadales; 


2290487 229196 
Pseudoalteromonadaceae; 


e 2328328 232964 
Micrococcineae; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; 


Obesumbacterium. 
Leminorella grimontii 
rimontii Bacteria; 


Leminorella. 


Budvicia aquatica 
tica Bacteria; 


Budvicia. 


Buttiauxella izardii 
izardii Bacteria; 


Buttiauxella. 


Buttiauxella gaviniae 
gaviniae Bacteria; 


Buttiauxella. 


Buttiauxella 
5 Buttiauxella 


Enterobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 
Buttiauxella. 


Shewanella baltica 
ltica Bacteria; 


Microbulbifer 
0 Microbulbifer 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Nocardiopsis composta 


composta Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Microbacterium 
4 Microbacterium 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Methylosarcina 
0 Methylosarcina 


Methylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 
Cupriavidus. 


Methylobacter 
1 Methylobacter 


Methylococcaceae; 


Nocardiopsis trehalosi 


68 2511541 Nocardiopsis trehalosi 


Nocardiopsaceae; 


Nocardiopsis tropica 


92 2513043 Nocardiopsis tropica Bacteria; 
e; Nocardiopsaceae; Nocardiopsis. 


Xylanimicrobium 


2513094 2514560 Xylanimicrobium pachnodae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanimicrobium. 
342952 Bacteria_ 
spumicola strain 


spumicola Bacteri 


Nocardioidaceae; 
342952 Bacteria_ 


alkanoclasticum s 
alkanoclasticum B 


342952 Bacteria_ 


strain CDC 0876-5 
Proteob 
342952 Bacteria_16S 
parasanguinis str 
parasanguinis ATC 
342952 Bacteria_16S 
manihotivorans st 
manihotivorans Ba 
342952 Bacteria_16S 
strain ATCC 12775 
G 
342952 Bacteria_16S 
strain S-1 16S ri 
G 
342952 Bacteria_16S 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


strain CM-10 16S 


Microbacterium. 


342952 Bacteria_16S 
antarctica strain 
antarctica Bacter 


Nocardioidaceae; 


342952 Bacteria_16S 
antarctica strain 
antarctica Bacter 


Psychromonas. 


342952 Bacteria_16S 
mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 
342952 Bacteria_16S 


strain DSM 40297 


strain LMG 2142 1 


strain DSM 2062 1 


16S 2588634 2588692 1 59 gi 
Ben 107 16S ribosomal RNA, partial seq 


Friedmanniella. 
16S 2634735 2634784 1 50 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
16S 2636310 2636344 91 125 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2664999 2665032 90 124 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2674015 2674065 1 51 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2856453 2856487 91 125 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2893462 2893492 91 121 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2894896 2894954 1 59 gi 
ribosomal RNA, partial sequence 


e 


oc 


2959953 2960011 1 59 gi 


2970680 2970738 1 59 gi 
AA-1042 16S ribosomal RNA, partial se 

ia; Actinobacteria; Actinobacteridae; 

Friedmanniella. 

3117587 3117617 91 121 gi 
star-1 16S ribosomal RNA, partial seq 

ia; Proteobacteria; Gammaproteobacteri 


Ac 


ue 
a; 


3176458 3176512 1 54 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3258232 3258290 1 


s 


59 gi 


Stre 
gi 


pt 


3262823 3262852 96 125 


Sphingomonadales; 
3395019 3395077 1 59 gi 


Sp 


219857276 
ue 
a; Actinobacteria; Actinobacteridae; Act 


219857236 
se 
co 

219857234 


ct 
219857214 
ia 
il 
219857207 


ac 
219856887 


E 
219856861 
2892009 28935 
on 
219856860 
2893553 28949 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 
luteolum strain IFO 15074 16S ribosomal RNA, partial se 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Ac 


219856817 
qu 
ti 


219846944 
qu 


219846844 


219846804 
Actinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
342952 Bacteria_16S 219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


ref 
nce 
inomycetales 
ref 
quence 
ccaceae; 
ref 
26348 
eriales; 
ref 
1 sequen 
lales; Strep 
ref 
sequence 
tobacillacea 
ref 
28549 
nterobacteri 
ref 


ibri 
ref 


aceae; V 


7 Mi 
ref 


occineae 


ence 
nomycetales; 
ref 
ence 
tinomycetale 
ref 
nce 3 
Alteromonad 


ref 
3 
etal 


equence 


ref 


inea 
ref 


osporang 


adac 
ref 


hingomon 


2587275 25887 


2633347 26347 
Pla 


42 2636362 Citro 
Ent 


ce 2663526 266503 


2672606 267416 
Lactobaci 


2958622 29600 


2969338 29708 


116131 31176 


175122 31765 


NR_024907.1 


; Propionib 
NR_024864.1 


nomicrobium. 
NR_024862.1 


erobacteria 
NR_024842.1 


tococcaceae; 
NR_024835.1 


e; 
NR_024706.1 


85 2856506 Pseudo 


aceae. 
NR_024680.1 


oO. 
NR_024679.1 


crobacteriac 
NR_024636.1 
6 
Micrococci 


NR_026536.1 
1 
s; Propioni 


NR_026436.1 
2 
ales; Psychr 
NR_026396.1 
8 
a 


es; Coryneb 


NR_026341.1 


e; Nocardiop 
NR_026338.1 


eae; Sphingo 
NR_026241.1 


4 
a 


9 


b 
c 


n 


b 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Planomicrobium 
1 Planomicrobium 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Streptococcus 
8 Streptococcus 
Streptococcus. 
Lactobacillus 
4 Lactobacillus 
llus. 
Pseudomonas flectens 
monas flectens Bacteria; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Microbacterium 

1 Microbacterium 

eae; Microbacteriaceae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Corynebacterium 
0 Corynebacterium 


cterineae; 


Nocardiopsis listeri 


45 Nocardiopsis listeri Bacteria; 


saceae; Nocardiopsis. 
Sphingomonas trueperi 


78 Sphingomonas trueperi Bacteria; 


monas. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
342952 Bacteria_16S 3480856 3480906 1 51 gi| 219846589 |ref|NR_026181.1]| Actinomyces 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 3480915 Actinomyces 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

342952 Bacteria_16S 3503444 3503502 1 59 gi|219846574|ref|NR_026166.1| Brevibacterium linens 


strain DSM 20425 


strain DSM 8720 1 
Firmicutes; Bacil 


342952 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
342952 Bacteria_16S 


lipolyticum strai 
Bacteria; Proteob 


oc 
3541746 3541772 92 
6S ribosomal RNA, 
lales; 


118 gi 
Bacillaceae; Bacillus. 

3572212 3572258 1 47 

ribosomal RNA, partial sequence 
Bifidobacteriales; Tu 
4003500 4003530 91 121 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 


gi 
baa 


nc 
le 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 219846549 


complete sequence 3540266 35417 


219846528 
3570843 35723 


219846223 


, Br 
ref 


occineae 


ref 


cella. 
ref 
40020 
Vibri 


e 


Ss; onac 


342952 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


4029212 4029242 91 121 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


219846204 
4027757 4029255 Shewanella aquimarina Bacteria; 
Shewanellaceae; 


ref 


87 Bacillus 


46 4003543 Photo 
eae; 


evibacteriac 
NR_026141.1 


NR_026120.1 


NR_025813.1 
b 
Photoba 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Bacillus clarkii 


clarkii Bacteria; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 


NR_025794.1 


Shewanella. 


Shewanella aquimarina 


342952 Bacteria_ 


strain SW-117 16S 


Proteobacteria; 
342952 Bacteria_ 


HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


342952 Bacteria_ 


aliena strain KMM 


Bacteria; 


342952 Bacteria_ 
maritimus strain 
Bacteria; 
342952 Bacteria_ 


HT 2-1 16S riboso 
Gammaproteobacter 
342952 Bacteria_16S 
permense strain V. 
permense Bacteria; 


Brevibacterium. 


342952 Bacteria_16S 


Proteobacteria; 
Pseudoalteromonas. 


Proteobacteria; 


16S 4030762 4030792 91 


16S 4047467 4047497 91 


16S 4053398 4053428 91 


16S 4057875 4057905 91 


16S 4104692 4104722 91 


4113767 4113825 1 


4179836 4179866 91 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


121 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


121 


4045996 4047515 Vi 
Vibrio. 


121 


121 


121 


4103238 4104753 Vi 


59 


121 


strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 41798 
Gammaproteobacteria; Alteromonadales; 
4214664 4214694 91 
translucida strain KMM 52 


Proteobacteria; 
342952 Bacteria_16S 


translucida Bacteria; 
Pseudoalteromonas. 
342952 Bacteria_16S 
paragorgicola strain KMM 
paragorgicola Bacteria; 

Pseudoalteromonas. 
342952 Bacteria_16S 


Proteobacteria; 
4216219 4216249 91 
3548 16S ribosomal RNA, partial 


Proteobacteria; 


4217660 4217718 1 


121 


121 


59 


gi 


4029306 40308 


gi 


gi 


3562 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


gi 


TF-17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


gi 


gi 


KM Ac-2280 16S ribosomal RNA, partial 


gi 


gi 


0 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


gi 


219846203 


219846189 


219846142 
sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846094 


bri 


ref 


ref 


ref 


ref 


ref 


io ga 


ref 


ref 


28 4053458 Pseud 
seudoalteromonadaceae; 


219846065 


219846064 
sequence 


219846063 


ref 
4214764 421626 
Gammaproteobacteria; Alteromonadales; 


ref 


NR_025793.1 


Shewanella. 
NR_025779.1 


© ezurae Bacteria; 


NR_025775.1 


NR_025772.1 


NR_025740.1 


NR_025732.1 


NR_025684.1 


Shewanella. 
NR_025655.1 


llicus Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 
Shewanellaceae; 


Vibrio ezurae strain 
Proteobacteria; 


Pseudoalteromonas 


oalteromonas aliena 


Microbulbifer 


29 4057918 Microbulbifer maritimus 
Alteromonadaceae; 


Microbulbifer. 
Vibrio gallicus strain 
Proteobacteria; 


Brevibacterium 


4112427 4113885 Brevibacterium 
Micrococcineae; 


Brevibacteriaceae; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 
Shewanellaceae; 
ref 


Pseudoalteromonas 


4213214 4214713 Pseudoalteromonas 


Alteromonadales; 


NR_025654.1 


NR_025653.1 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Nocardiopsis 


umidischolae strain 66/93 16S ribosomal RNA, partial se 
umidischolae Bact 


Nocardiopsaceae; 


342952 Bacteria_16S 
strain C3H-21 16S 


quence 


4216320 4217772 Nocardiopsis 


Nocardiopsis. 
4244819 4244873 1 


118130 118175 1 


Corynebacteriaceae; Corynebacterium. 


342952 Bacteria_16S 
chartatabidum str 
chartatabidum Bac 
342952 Bacteria_16S 


55 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
342952 Bacteria_16S 
ulcerans strain N 
ulcerans Bacteria; 


46 


strain Hbl 16S ribosomal 


gi 


4243475 42448 


gi 


219722939 


265678984 


CTC 7910 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


ococcineae; De 


eria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 


ref 


116781 118270 
tinomycetales; 


NR_024571.1 


NR_029292.1 


Streptosporangineae; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 
rmabacteraceae; Brachybacterium. 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Proteobacteria; 


342952 Bacteria_16S 


strain Kol5a 16S 


Aquificae; Aquifi 
342952 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; 


strain Illinois 1 


E 
342952 Bacteria_16S 


ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 

296498 296527 96 125 gi 
psilonproteobacteria; Campylobacterale 
307081 307110 96 125 gi 


265678863 


6S ribosomal RNA, partial sequence 295056 296536 Helicobacter 
Helicobacteraceae; 


S; 
265678856 


6S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 


198886 198911 100 125 gi|265678931|ref|NR_029239.1| Clostridium 
ain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
276723 276752 96 125 gi|265678876|ref|NR_029182.1| Helicobacter bilis 
RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
291924 291953 96 125 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 


290399 291962 Aquifex pyrophilus Bacteria; 


Helicobacter mustelae 
mustelae Bacteria; 
Helicobacter. 

NR_029162.1| Neorickettsia risticii 
risticii Bacteria; 
Neorickettsia. 


ref|NR_029169.1 


ref 


342952 Bacteria_16S 


Pseudovibrio. 
342952 Bacteria_16S 
strain XILO8 16S ribosoma 


Xylanibacterium. 


371980 372095 1 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


407239 407284 1 


118 


46 


1 RNA, complete sequence 


342952 Bacteria_16S 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


342952 Bacteria_16S 


427403 427448 1 


esterenkonia. 


441415 441440 93 


46 


118 


strain PUPA-2 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


icutes; 


Entomoplasmatales; 


gi 


gi 


405881 40739 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


gi 


265678807 


265678784 


plasmataceae; 
ref 
370665 372098 
Rhodobac 


ref 
3 Xylanibacterium ulmi Bacteria; 


Pr 


265678770 


265678761 


1 sequence 
e; Actinomycet 


ref 


426041 427535 


NR_029112.1 
terales; Rho 
NR_029089.1 
omicromonosp 
NR_029075.1 


ales; Microc 


ref 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Xylanibacterium ulmi 
oraceae; 
Nesterenkonia 


Nesterenkonia 
occineae; 


NR_029066.1 


Mesoplasma photuris 


439970 441476 Mesoplasma photuris Bacteria; 
Entomoplasmataceae; Mesoplasma. 


342952 Bacteria_16S 442876 442933 1 58 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

342952 Bacteria_16S 487273 487302 91 120, gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 583250 583295 1 46 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

342952 Bacteria_16S 608813 608858 1 46 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

342952 Bacteria_16S 701384 701413 1 30 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

342952 Bacteria_16S 702871 702900 1 30 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

342952 Bacteria_16S 739418 739446 96 124 gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

342952 Bacteria_16S 774964 775009 1 46 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
342952 Bacteria_16S 779748 779785 79 116 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
342952 Bacteria_16S 782722 782767 1 46 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

342952 Bacteria_16S 834776 834893 1 118 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 

342952 Bacteria_16S 836278 836395 1 118 gi|265678489|ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

342952 Bacteria_16S 907628 907653 96 121 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

342952 Bacteria_16S 997096 997125 1 30 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

342952 Bacteria_16S 1092573 1092622 1 50 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 1118243 1118272 1 30 gi|265678297|ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

342952 Bacteria_16S 1128869 1128898 96 125 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

342952 Bacteria_16S 1151447 1151504 1 58 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
342952 Bacteria_16S 1157513 1157542 1 30 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

342952 Bacteria_16S 1331382 13314351 54 gi|219846082|ref|NR_025672.1| Bifidobacterium 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


; Bifidobacteriaceae; Bifidobacterium. 


342952 Bacteria_16S 


228716834 


1386093 1386118 96 121 gi 


ref 


denitrificans strain 0S217 16S ribosomal RNA, partial sequence 


denitrificans 0OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


NR_027556.1 


Shewanella 


1384632 1386131 Shewanella 


Shewanellaceae; 


342952 Bacteria_16S 1543453 1543498 1 46 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

Actinosynnemataceae; Actinokineospora. 


342952 Bacteria_16S 1635923 1635952 1 30 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

342952 Bacteria_16S 1765461 1765490 1 30 gi|219878361|ref|NR_025500.1| Streptococcus 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

342952 Bacteria_16S 2139957 2140002 1 46 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 


palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
342952 Bacteria_16S 2150528 2150573 1 46 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
342952 Bacteria_16S 2186881 2186926 5 50 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 


342952 Bacteria_16S 2208152 2208181 89 118 gi|219857594|ref|NR_025182.1| Mycoplasma dispar 
strain 462/2 16S ribosomal RNA, partial sequence 2206719 2208193 Mycoplasma dispar Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2238383 2238428 1 46 gi|219857574|ref|NR_025162.1| Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

342952 Bacteria_16S 2285901 2285930 1 30 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 2332685 2332714 96 125 gi|219857508|ref|NR_025096.1| Helicobacter 


canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
342952 Bacteria_16S 2359821 2359874 1 54 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 


342952 Bacteria_16S 2426960 2426989 1 30 gi|219857441|ref|NR_025029.1| Viridibacillus neidei 
strain BD-87 16S ribosomal RNA, partial sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

342952 Bacteria_16S 2551764 2551793 1 30 gi|219857343|ref|NR_024931.1| Bacillus subtilis 


subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 2656073 2656130 67 124 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
342952 Bacteria_16S 2929856 2929913 1 58 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 
342952 Bacteria_16S 2937423 2937488 53 118 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 
342952 Bacteria_16S 2969152 2969209 1 58 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 


342952 Bacteria_16S 2984476 2984525 1 50 gi|219846934|ref|NR_026526.1| Bacillus vedderi 
strain JaH 16S ribosomal RNA, partial sequence 2983106 2984583 Bacillus vedderi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

342952 Bacteria_16S 2996695 2996724 96 125 gi|219846926|ref|NR_026518.1| Hydrogenobacter 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 


342952 Bacteria_16S 3039117 3039146 1 30 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

342952 Bacteria_16S 3070885 3070914 1 30 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

342952 Bacteria_16S 3133926 3133983 1 58 gi|219846833|ref|NR_026425.1| Demetria terragena 


strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 


342952 Bacteria_16S 3176528 3176577 75 124 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
342952 Bacteria_16S 3215893 3215938 1 46 gi| 219846777 |ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
342952 Bacteria_16S 3215964 3216013 75 124 gi|219846777|ref|NR_026369.1| Corynebacterium 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Corynebacterium imitans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
342952 Bacteria_16S 3238862 3238887 96 121 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 
342952 Bacteria_16S 3355497 3355617 1 124 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
342952 Bacteria_16S 3364943 3364972 96 125 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 
342952 Bacteria_16S 3479398 3479443 1 46 gi|219846590|ref|NR_026182.1| Actinomyces georgiae 
strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 3479443 Actinomyces georgiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
342952 Bacteria_16S 3500617 3500642 93 118 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 
342952 Bacteria_16S 3527825 3527882 1 58 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 3541657 3541706 1 50 gi|219846549|ref|NR_026141.1| Bacillus clarkii 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
342952 Bacteria_16S 3610362 3610391 1 30 gi|219846499|ref|NR_026091.1| Planococcus kocurii 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 3610400 Planococcus kocurii Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 


Ww 


342952 Bacteria_16S 3611844 3611873 1 30 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

342952 Bacteria_16S 3634425 3634454 96 125 gi| 219846483 |ref|NR_026075.1| Anaerobiospirillum 


succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum 


342952 Bacteria_16S 3751851 3751880 89 118 gi|219846398|ref|NR_025989.1| Mycoplasma 
ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 3750418 3751892 Mycoplasma 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 3803057 3803086 96 125 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

342952 Bacteria_16S 3818396 3818425 96 125 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 

342952 Bacteria_16S 3819919 3819948 96 125 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

342952 Bacteria_16S 3821454 3821483 96 125 gi|219846349|ref|NR_025940.1| Helicobacter 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 3820008 3821492 Helicobacter 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

342952 Bacteria_16S 3822982 3823011 96 125 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

342952 Bacteria_16S 3827564 3827593 96 125 gi|219846345|ref|NR_025935.1| Helicobacter felis 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

342952 Bacteria_16S 3935667 3935696 96 125 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

342952 Bacteria_16S 4122993 4123022 91 120 gi|219846135|ref|NR_025725.1| Petrobacter 


succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 


succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Petrobacter. 


342952 Bacteria_16S 4172096 41721251 30 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

342952 Bacteria_16S 49795 49851 68 124 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
342952 Bacteria_16S 66510 66554 1 45 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

342952 Bacteria_16S 71016 71044 #1 29 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

342952 Bacteria_16S 90411 90443 1 33 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

342952 Bacteria_16S 130304 130336 92 124 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
strain ES2772 16S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

342952 Bacteria_16S 220571 220595 1 25 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

342952 Bacteria_16S 390274 390318 1 45 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

342952 Bacteria_16S 441325 441349 1 25 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

342952 Bacteria_16S 613599 613627 90 118 gi| 265678643 |ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

342952 Bacteria_16S 630202 630250 1 49 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

342952 Bacteria_16S 634753 634777 1 25 gi|265678628|ref|NR_028933.1| Fusobacterium equinum 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

342952 Bacteria_16S 807222 807254 1 33 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

342952 Bacteria_16S 825635 825659 96 120 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

342952 Bacteria_16S 828618 828646 1 29 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

342952 Bacteria_16S 830194 830222 1 29 gi|265678493|ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

342952 Bacteria_16S 957167 957191 96 120 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

342952 Bacteria_16S 1201525 1201552 97 124 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

342952 Bacteria_16S 1227054 1227098 1 45 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

342952 Bacteria_16S 1417443 1417567 1 124 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

342952 Bacteria_16S 1525140 1525168 1 29 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 


strain ATCC 35185 
Bacteria; Firmicu 


16S ribosomal RNA, partial sequence 
tes; Clostridia; 


1523742 1525238 Selenomonas sputigena 


Clostridiales; Veillonellaceae; 


Selenomonas. 


342952 Bacteria_16S 1565854 1565886 92 124 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

342952 Bacteria_16S 1763989 1764041 1 53 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
342952 Bacteria_16S 1969135 1969159 1 25 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 
342952 Bacteria_16S 2079162 2079218 1 57 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 


342952 Bacteria_16S 2202022 2202070 1 49 gi|219857598|ref|NR_025186.1| Mycoplasma moatsii 
strain MK405 16S ribosomal RNA, partial sequence 2200688 2202148 Mycoplasma moatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2211184 2211212 90 i118 gi|219857592|ref|NR_025180.1| Mycoplasma cricetuli 
strain CH 16S ribosomal RNA, partial sequence 2209746 2211224 Mycoplasma cricetuli Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2362865 2362986 1 124 gi| 219857486 |ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
342952 Bacteria_16S 2365961 2366009 1 49 gi|219857483|ref|NR_025071.1| Mycoplasma elephantis 
strain E42 16S ribosomal RNA, partial sequence 2364627 2366086 Mycoplasma elephantis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2367471 2367519 1 49 gi|219857482|ref|NR_025070.1| Mycoplasma 
equigenitalium strain T37 16S ribosomal RNA, partial sequence 2366137 2367596 Mycoplasma 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2409955 2410078 1 124 gi|219857454|ref|NR_025042.1| Streptomonospora 


salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 


342952 Bacteria_16S 2478159 2478207 1 49 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 
strain 3T 16S ribosomal RNA, partial sequence 2476824 2478244 Mycoplasma indiense Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2484161 2484209 1 49 gi|219857394|ref|NR_024982.1| Mycoplasma gypis 
strain B1/T1l 16S ribosomal RNA, partial sequence 2482825 2484286 Mycoplasma gypis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2732762 2732786 1 25 gi|219857166|ref|NR_024794.1| Marinilactibacillus 


psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

342952 Bacteria_16S 2946531 2946579 1 49 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 3052887 3052915 96 124 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

342952 Bacteria_16S 3100976 3101000 1 25 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Lactobacillales; Aerococcaceae; Facklamia. 
342952 Bacteria_16S 3167415 3167443 91 119 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

342952 Bacteria_16S 3170447 3170475 91 119 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
342952 Bacteria_16S 3288534 3288558 1 25 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 
342952 Bacteria_16S 3396528 3396572 1 45 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
342952 Bacteria_16S 3416294 3416365 1 73 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 
342952 Bacteria_16S 3483875 3483908 92 125 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


w 


342952 Bacteria_16S 3690736 3690784 1 49 gi|219846444|ref|NR_026035.1| Mycoplasma auris 


strain UIA 16S ribosomal RNA, partial sequence 3689398 3690858 Mycoplasma auris Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
342952 Bacteria_16S 3754807 3754855 1 49 gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi 


strain M165/69 16S ribosomal RNA, partial sequence 3753459 3754932 Mycoplasma bovoculi Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
342952 Bacteria_16S 3754892 3754920 90 118 gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi 
strain M165/69 16S ribosomal RNA, partial sequence 3753459 3754932 Mycoplasma bovoculi Bacteria; 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


342952 Bacteria_16S 3759331 3759379 1 49 gi|219846393|ref|NR_025984.1| Mycoplasma alkalescens 
strain PG51 16S ribosomal RNA, partial sequence 3757993 3759456 Mycoplasma alkalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 3780446 3780494 1 49 gi|219846377|ref|NR_025968.1| Mycoplasma sturni 
strain UC/MF 16S ribosomal RNA, partial sequence 3779118 3780543 Mycoplasma sturni Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 4103160 4103184 1 25 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 


strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
342952 Bacteria_16S 4142802 4142846 1 45 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
342952 Bacteria_16S 4166035 4166067 1 33 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 
342952 Bacteria_16S 14921 14956 91 125 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 
342952 Bacteria_16S 48290 48317 91 118 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

342952 Bacteria_16S 66605 66636 93 124 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

342952 Bacteria_16S 98199 98222 1 24 gi|265678998|ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 
342952 Bacteria_16S 99709 99732 1 24 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
342952 Bacteria_16S 142449 142472 1 24 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 
342952 Bacteria_16S 143933 143956 1 24 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

342952 Bacteria_16S 148370 148428 1 60 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 


342952 Bacteria_16S 151434 151465 1 32 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 183464 183487 1 24 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 208157 208200 1 44 gi|265678924|ref|NR_029232.1| Clostridium 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


342952 Bacteria_16S 209711 209754 1 44 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 249737 249764 91 118 gi| 265678896 |ref|NR_029204.1| Microvirgula 


aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 
342952 Bacteria_16S 262981 263004 1 24 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 
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1 sequence 1663507 1664980 


orangium. 
ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


ref|NR_025546.1| Glaciecola mesophila 

51 Glaciecola mesophila Bacteria; 

aceae; Glaciecola. 

ref |NR_025537.1| Sphingobacterium 
1713828 1715321 Sphingobacterium 

les; Sphingobacteriaceae; 


219878384 


vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


ref|NR_025523.1| Actinomyces 
1735130 1736622 Actinomyces 


342952 Bacteria_ 
strain DSM 44494 


342952 Bacteria_ 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


342952 Bacteria_ 


metallicus strain 
Bacteria; Actinob 


Nocardiopsis. 
342952 Bacteria_ 


hippocoleae strai 
hippocoleae Bacte 


Actinomycetaceae; 
342952 Bacteria_ 


stellipolaris str 
stellipolaris Bac 


Alteromonas. 
342952 Bacteria_ 
strain LMG 21857 
Proteobacteria; 
342952 Bacteria_ 
halophila strain 


halophila Bacteri 
Pseudonocardiacea 


342952 Bacteria_ 


strain 2674 16S r 
G 


Proteobacteria; 
342952 Bacteria_ 


strain ATCC 35585 
Clost 


Firmicutes; 
342952 Bacteria_ 
strain SW-47 16S 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
342952 Bacteria_16S 2109624 2109667 1 44 gi| 219873437 |ref|NR_026099.2 
strain P-1 16S ribosomal RNA, partial sequence 2108290 21097 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 2171820 2171847 91 118 gi|219857621|ref|NR_025210.1 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvi 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
342952 Bacteria_16S 2200586 2200625 79 118 gi|219857599|ref|NR_025187.1 
strain MX9 16S ribosomal RNA, partial sequence 2199190 22006 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2211097 22111401 44 gi|219857592|ref|NR_025180.1 
strain CH 16S ribosomal RNA, partial sequence 2209746 22112 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2224611 2224634 1 24 gi| 219857583 |ref|NR_025171.1 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermo 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobac 
Thermodesulfatator. 

342952 Bacteria_16S 2256721 2256744 1 24 gi|219857562|ref|NR_025150.1 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 225677 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
Desulfobulbus. 

342952 Bacteria_16S 2262895 2262918 1 24 gi|219857558|ref|NR_025146.1 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 226299 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermo 
Thermodesulfobacterium. 

342952 Bacteria_16S 2272240 2272270 91 121 gi|219857552|ref|NR_025140.1 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudo 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 
Pseudoalteromonas. 

342952 Bacteria_16S 2288881 2288912 93 124 gi|219857540|ref|NR_025128.1 
strain L1 16S ribosomal RNA, partial sequence 2287434 22889 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
342952 Bacteria_16S 2334241 2334272 93 124 gi| 219857507 |ref|NR_025095.1 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 233429 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Nocardiopsaceae; Nocardiopsis. 

342952 Bacteria_16S 2446596 2446623 91 118 gi|219857422|ref|NR_025010.1 


strain CCUG 30811 


G 


16S 1741192 1741223 93 124 


gi 
Stre 
16S 1742721 1742748 91 118 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


, 


m. 
16S 1744280 1744311 93 124 gi 
R2A 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


16S 1849201 1849232 93 124 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

16S 1861193 1861220 91 118 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1 


16S 1870353 1870380 91 118 gi 


16S 1887371 1887402 93 124 gi 
DSM 44411 16S ribosomal RNA, partial s 


e; 
16S 


Saccharomonospora. 

1929733 1929760 91 118 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
16S 2060864 2060895 1 32 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
16S 2102117 2102144 91 118 gi 
ribosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 


219878380 
16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; pt 
219878379 
qu 
Aeromonad 


219878378 
ce 
al 


219878303 
Actinomyc 


219878294 
al 
er 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 
219878274 
eq 
a; Actinobacteria; Actinobacteridae; Act 


219878242 
1928261 19297 
oritellace 
219878150 


Eubacteriu 
219878121 
2100672 21021 


ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardio 
ref|NR_025518.1 

1741287 174278 
ales; Succinivi 


osporang 


ence 


v 


ref|NR_025517.1 
31 1744318 Nocar 


ptosporangineae; 


17428 
es; Stre 
ref|NR_025442.1 
1847763 184924 
etal 


sequence 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


sequenc 
ia; Alte 


ref|NR_025427.1 


eromonadaceae; Glaciecol 
ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


uence 
inomycet 


v 


ref |NR_025381.1 
ae; Moritella. 
ref|NR_025289.1 
20 2060972 Eubact 
m. 

ref 


20595 


NR_025260.1 


b 


d 


es; Actinomy 


Nocardiopsis halophila 


halophila Bacteria; 
Pp 


saceae; Nocardiopsis. 

Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Alteromonas 
3 Alteromonas 


eromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 

Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Eubacterium sulci 
erium sulci Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
Os 

Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Pseudoalteromonas 
alteromonas ruthenica 


aceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Alishewanella fetalis 


2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 


342952 Bacteria_16S 2500815 2500842 91 118 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

342952 Bacteria_16S 2525051 2525074 1 24 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 

342952 Bacteria_16S 2560979 2561046 1 68 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

342952 Bacteria_16S 2576483 2576510 91 118 gi|219857284|ref|NR_024915.1] Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
342952 Bacteria_16S 2627157 2627208 1 52 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

342952 Bacteria_16S 2669523 2669554 93 124 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

342952 Bacteria_16S 2847032 2847063 1 32 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 


Firmicutes; 


Micropruina. 


342952 Bacteria_16S 
plecoglossicida s 
plecoglossicida B 


Pseudomonas. 


342952 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
342952 Bacteria_16S 
6S ribosomal RNA, partial sequence 2966273 29677 


strain LMG 2542 1 
Proteobacteria; 


strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
342952 Bacteria_16S 
tapeticola strain 
tapeticola Bacter 
342952 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


342952 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


342952 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


342952 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


342952 Bacteria_16S 


DSM 11303 16S rib 


Deinococcus-Thermus; 
342952 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


342952 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


342952 Bacteria_16S 


Clost 
342952 Bacteria_16S 
glycogenica strai 
Bacteria; Actinob 


G 
342952 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
342952 Bacteria_16S 


ridia; Clostridiales; Clostridiales Fa 
2899374 2899432 1 59 gi 
n Lg2 16S ribosomal RNA, partial seque 


ammaproteobacteria; Enterobacteriales; 
2983001 2983032 90 121 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3005838 3005881 1 44 gi 
6 16S ribosomal RNA, partial sequence 


3008815 3008858 1 44 gi 
CCC Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3052794 3052817 1 24 gi 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
3057505 3057532 91 118 gi 
train 0554 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


, 


3096556 3096583 91 118 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3136933 3136956 1 24 gi 
n SB164P1 16S ribosomal RNA, partial s 
ria; Proteobacteria; Deltaproteobacter 


3147541 3147568 91 
osomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
3161361 3161384 1 24 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3168931 3168958 91 118 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3171964 3171991 91 118 gi 


118 gi 


mi 
219856857 
nc 


219846935 
ue 
ac 
219846920 


lo 
219846918 
ar 
lo 
219846887 
complete sequence 3051418 30529 


219846884 
se 
ct 


219846858 
en 
da 
219846831 
eq 
ia 


219846824 
3146120 31475 
cc 
219846815 
ce 
omonadales 
219846809 


Deinococca 
219846807 


ly XIII. Incertae Sedis; 
ref |NR_024676.1 
36 2899473 Microp 


e 28980 


Enterobacteriaceae; Dicke 
ref |NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026510.1 
uence 300750 
a. 


ref 


nce 
eae; Chl 
30045 
cystacea 


tial seq 
spirulin 
NR_026479.1 
Pelobacteraceae; Malono: 
ref|NR_026476.1 

3056079 305754 
romonadales; Suc 


quence 
eria; Ae 


ref|NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026423.1 
135552 313703 
obacterales; Des 


ce 30950 
les; Suc 


Ww 


uence 
Desulf 


’ 


ref|NR_026416.1 
einococcus. 
ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026401.1 
167516 316898 
Deinococcac 


aceae; D 


31599 


w 


sequence 
les; 


Mogibacterium. 
Micropruina 
ruina glycogenica 


acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
2920979 2921006 91 118 gi|219856843|ref|NR_024662.1| Pseudomonas 

train FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 

acteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2961567 2961594 91 118 gi| 219856816 |ref|NR_024635.1| Colwellia maris strain 

2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 

ia; Alteromonadales; Colwelliaceae; Colwellia. 

2967726 2967753 91 118 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Chlamydophila 
5 Chlamydophila 


Methylosinus sporium 
osinus sporium Bacteria; 


Halospirulina 
4 3008891 Halospirulina 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
monas. 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Ruminobacter 

bacter amylophilus 

; Ruminobacter. 
Desulfocapsa 

3 Desulfocapsa 

ulfobulbaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 


ref|NR_026399.1 


Deinococcus grandis 


strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 


Deinococcus-Thermus; 


Deinococci; Deinococcales; 


Deinococcaceae; 


Deinococcus. 


342952 Bacteria_16S 
mastitidis strain S-8 16S ribosomal RNA, partial sequen 


Corynebacterium. 


342952 Bacteria_16S 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal Corynebacterineae; C 
3219069 3219104 89 124 gi| 219846775 |ref|NR_026367.1 
ribosomal RNA, partial sequence 3217640 32191 


strain NR-27 16S 


Bacteroidetes; Sphingobacteria; 
342952 Bacteria_16S 
glycolicus strain 
glycolicus Bacteria; 


Desulfofustis. 


342952 Bacteria_16S 
acetireducens str 
acetireducens Bac 
342952 Bacteria_16S 


strain DSM 7345 1 


Proteobacteria; D 
342952 Bacteria_16S 
acidigallici stra 
acidigallici Bacteria; 


Pelobacter. 


342952 Bacteria_16S 
hyovaginalis stra 
hyovaginalis Bact 


Actinomycetaceae; 


342952 Bacteria_16S 


strain : CIP 7430 


Proteobacteria; G 
342952 Bacteria_16S 
strain Dfr2 16S r 
Proteobacteria; D 
342952 Bacteria_16S 
strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
342952 Bacteria_16S 


3206963 3206994 93 124 gi 


Sphingobacteriales; 
3238767 3238790 1 24 gi 


Proteobacteria; 

3483786 3483829 1 44 gi 
teria; Firmicutes; Clostridia; 
3490027 3490050 1 24 gi 
3521763 3521786 1 24 gi 
Proteobacteria; 


3602907 3602938 93 124 gi 


Actinomyces. 
3613407 3613434 91 118 gi 
16S ribosomal RNA, partial sequence 


3631345 3631368 1 24 gi 
ibosomal RNA, partial sequence 


3632870 3632893 1 24 gi 


3719315 3719342 91 118 gi 


halophilus strain DSM 6132 16S ribosomal RNA, partial s 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


Halothiobacillus. 


342952 Bacteria_16S 
strain PG43 16S r 


Tenericutes; Moll 


342952 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


342952 Bacteria_16S 
SDBY1 16S ribosomal RNA, partial sequen 


palmitatis strain 
Bacteria; 


strain PS-1 16S r 


Proteobacteria; G 
342952 Bacteria_16S 


allosaccharophila 
allosaccharophila 
Aeromonas. 


342952 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


342952 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


342952 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


Proteob 
342952 Bacteria_16S 


3756383 3756422 79 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3762450 3762473 1 24 gi 


118 gi 


bosomal RNA, partial sequence 
3772841 3772864 1 24 gi 


acteria; Proteobacteria; 


3774316 3774339 1 24 gi 


acteria; Deltaproteobacteria; Desulfur 
3798583 3798610 91 118 gi 
ibosomal RNA, partial sequence 


3813801 3813828 91 118 gi 


Bacteria; Proteobacteria; 


3816874 3816901 91 118 gi 


cteria; Firmicutes; Clostridia; 


342952 Bacteria_16S 


strain DSS12 16S 


3951763 3951790 91 
ribosomal RNA, partial sequence 


118 gi 


Fla 


PerGlyS 16S ribosomal RNA, complete s 


2 
in BM 1192/5 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


ammaproteobacteria; Aeromonadales; Aer 


in DSM 2377 16S ribosomal RNA, partial s 
Deltaproteobacte 


Clostrid 


219846784 


ce 3205525 3207001 Coryne 


219846587 
ain DSM 10703 16S ribosomal RNA, partial 
Clostridi 


sequence 3482431 348393 
Clostridiaceae; Cl 
219846583 
6S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa 
eltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
219846562 
equence 
ri Desulfuromonadales; P 
19846505 
sequence 
Actinomycetales; Actinomycineae; 


219846497 
36119 


Geobacteraceae; 
219846484 
3631486 36329 
Geobacteraceae; 
219846424 
eq 
Chromatiales; 


219846395 
3754983 37564 


219846391 
3761076 37625 
eltaproteobacteria; Desulfuromonadales; 
342952 Bacteria_16S 


219846382 
ce 3772941 3774411 Desulf 
omonadales; Desulfuromonad 
219846364 
3797117 37986 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
219846354 
strain CECT 4199 16S ribosomal RNA, par 


Gammaproteoba 


tial sequence 
cteria; 


219846352 
rain R3 16S ribosomal RNA, partial seque 


219846258 
3950287 3951792 Shewanella violacea Bacteria; 


ref |NR_026376.1 


Thermonema. 


ref|NR_026354.1 


ref|NR_026179.1 


ref 


NR_026175.1 


ref |NR_026154.1 
3520389 352188 


ref |NR_026097.1 
3601450 360294 


ref |NR_026089.1 


ref|NR_026077.1 


ref |NR_026076.1 


ref |NR_026015.1 
3717841 371934 


ref|NR_025986.1 


ref|NR_025982.1 
Geobacte 
ref|NR_025974.1 

3771473 377289 


ref |NR_025973.1 


ref|NR_025955.1 
Cyclocla 
NR_025945.1 
381232 
Aeromonadales; 


ref 


ref |NR_025943.1 
3815400 381690 


cteria; Proteobacteria; Gammaproteobacte Chromatiales; Halot 
3853064 3853107 1 44 gi|219846327|ref|NR_025917.1 
rain CD2 16S ribosomal RNA, partial sequ 3851732 385319 


Ruminococcaceae; 


3886824 3886847 1 24 gi| 219846305 |ref|NR_025895.1 
train GS-15 16S ribosomal RNA, partial sequence 3885428 388697 
acteria; Proteobacteria; Deltaproteobact Desulfuromonadales 


3237371 323891 


Desulfobacterales; Desu 


Des 


33 3613434 Aeromo 
omonadaceae; Aeromonas. 
219846485 
3629961 36314 
eltaproteobacteria; Desulfuromonadales; 


Halothiob 


ref |NR_025848.1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


Corynebacterium 


bacterium mastitidis 
orynebacteriaceae; 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 
mmeovirgaceae; 
219846762 
eq 
Deltaproteobacteria; 


Desulfofustis 


7 Desulfofustis 
lfobulbaceae; 


Clostridium 


2 Clostridium 
ostridium. 


Desulfuromusa bakii 


bakii Bacteria; 
ulfuromusa. 


Pelobacter 


2 Pelobacter 
elobacteraceae; 


Actinomyces 


5 Actinomyces 


Aeromonas bestiarum 


nas bestiarum Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


Geobacter. 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


Geobacter. 


Halothiobacillus 


4 Halothiobacillus 
acillaceae; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
Geobacteraceae; 
219846383 
train H2 16S ribosomal RNA, partial sequ 
Deltaproteobact 


Geobacter 


0 Geobacter 
Desulfuromonadales; 


Geobacteraceae; 


Desulfuromonas 


uromonas palmitatis 
aceae; 


Desulfuromonas. 
Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 
sticus. 


Aeromonas 


7 3813828 Aeromonas 
Aeromonadaceae; 


Halothiobacillus 


3 Halothiobacillus 
hiobacillaceae; 


Acetivibrio 


5 Acetivibrio 
Acetivibrio. 


Geobacter 


3 Geobacter 


Geobacteraceae; 


Shewanella violacea 


342952 Bacteria_16S 
strain DSK1 16S ribosoma 


3953319 3953346 91 


118 
1 RNA, partial sequence 


gi| 219846257 


3951843 39533 


ref 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


342952 Bacteria_16S 
strain 848 16S ribosomal 
Proteobacteria; 
342952 Bacteria_16S 


Firmicutes; Clostridia; 
342952 Bacteria_16S 


Proteobacteria; 
342952 Bacteria_16S 
velocicrescens strain MQ 
velocicrescens Bacteria; 
342952 Bacteria_16S 
strain Tab-4c 16S riboso 
Tenericutes; Mollicutes; 
342952 Bacteria_16S 
strain HYOS-1 16S riboso 
Tenericutes; Mollicutes; 
342952 Bacteria_16S 
strain TN-1 16S 
Tenericutes; Mollicutes; 
342952 Bacteria_16S 
leptinotarsae strain LD- 
leptinotarsae Bacteria; 
342952 Bacteria_16S 

strain TABS-2 16S riboso 
Tenericutes; Mollicutes; 
342952 Bacteria_16S 
strain CUAS-1 16S riboso 
Tenericutes; Mollicutes; 
342952 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Mollicutes; 
342952 Bacteria_16S 
strain EC-1 16S ribosoma 
Tenericutes; Mollicutes; 
342952 Bacteria_16S 
strain CCH 16S ribosomal 
Tenericutes; Mollicutes; 
342952 Bacteria_16S 
strain BARC 857 16S ribo 
Tenericutes; Mollicutes; 
342952 Bacteria_16S 


4009530 4009557 91 


4138196 4138227 93 


4142892 4142923 93 


4144458 4144489 93 


ribosomal RNA, 


4146025 4146056 93 


4150710 4150741 93 


4153704 4153735 93 


4155269 4155300 93 


ribosomal RNA, 


4156835 4156866 93 


4159966 4159997 93 


4164563 4164594 93 


4175244 4175275 93 


118 
RNA, partial sequence 


Gammaproteobacteria; Aeromonadales; Aer 
4026047 4026090 1 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 
4068487 4068510 102 
strain SGT-108 16S ribosomal RNA, partial sequence 


44 


Clostridiales; 
125 


124 


Tenericutes; Mollicutes; 
124 

mal RNA, partial sequence 
Entomoplasmatales; 
124 

mal RNA, partial sequence 
Entomoplasmatales; 
124 
partial sequence 
Entomoplasmatales; 
124 


Tenericutes; Mollicutes; 

124 

mal RNA, partial sequence 
Entomoplasmatales; 
124 

mal RNA, partial sequence 
Entomoplasmatales; 
124 
partial sequence 
Entomoplasmatales; 
124 
1 RNA, partial sequence 
Entomoplasmatales; 
124 
RNA, partial sequence 

Entomoplasmatales; 
124 


Entomoplasmatales; 
124 


-4 16S ribosomal RNA, partial sequence 
Entomoplasmatal 


1B 16S ribosomal RNA, partial sequence 
Entomoplasmatale 


gi| 219846217 


4008054 40095 
omonadaceae; 


gi| 219846206 


gi|219846174 


4067035 40685 
Gammaproteobacteria; Legionellales; Coxiellaceae; 
4136630 4136661 93 


gi|219846123 


gi|219846122 


4136739 41382 
Spiroplasmataceae; 


gi|219846119 


4141437 41429 
Spiroplasmataceae; 


gi|219846118 


4143001 41445 
Spiroplasmataceae; 


gi|219846117 


gi|219846114 


4149264 41507 
Spiroplasmataceae; 


gi|219846112 


4152247 41537 
Spiroplasmataceae; 


gi|219846111 


4153813 41553 
Spiroplasmataceae; 


gi|219846110 


4155378 41568 
Spiroplasmataceae; 


gi|219846108 


4158509 41600 
Spiroplasmataceae; 


gi|219846105 


somal RNA, partial sequence 4163118 41646 
Entomoplasmataceae; 


gi|219846097 


grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 


grammopterae Bacteria; 
342952 Bacteria_16S 

strain CHPA-2 16S riboso 
Tenericutes; Mollicutes; 


7B 


342952 Bacteria_16S 11861 
longreachensis strain 16910a 16S ribosomal RNA, complet 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 
342952 Bacteria_16S 


Bacteria; Spirochaetes; 
342952 Bacteria_16S 


4181397 4181428 93 


16340 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Spirochaetales; Leptospiraceae; 
36271 


enericutes; Mollicutes; 
124 
mal RNA, partial sequence 
Entomoplasmatales; 
11883 103 


125 


16362 1 23 


36293 98 120 


Entomoplasmatales 


gi| 219846092 


4179947 41814 
Entomoplasmataceae; Mesop 


gi| 265679056 


gi| 265679053 


gi| 265679040 


brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 


brennaborense Bacteria; 
342952 Bacteria_16S 

synnemataformans 
synnemataformans 
Nocardiopsaceae; Nocardi 
342952 Bacteria_16S 


43641 
strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 


78471 


Spirochaetes; 


43683 1 43 


opsis. 


78501 1 31 


Spirochaetales; Spirochaeta 


gi| 265679035 


gi|265679012 


joergensenii strain B331 16S ribosomal RNA, partial sequence 


joergensenii Bacteria; 
Desulfospira. 
342952 Bacteria_16S 


P 


85927 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 


roteobacteria; 


85969 1 43 


Deltaproteobacteria; 


gi| 265679006 


Sp 


Sp 


Sp 


Sp 


Sp 


e sequence 
Des 


al sequenc 
Leptospir 


partial s 
idae; Acti 


Desul 


ref 


ref 


ref 


Aqu 
ref 


rs 


es; 
ref 


ref 


ref 


ref 


s; S 
ref 


irop 
ref 


irop 
ref 


irop 
ref 


irop 
ref 


irop 
ref 
ref 
; En 
ref 
ref 
ulfo 
ref 


a. 
ref 


ceae 
ref 

eque 

nomy 


ref 


foba 


135174 413668 


4144567 414608 


4173799 417528 


10342 


e 15032 


34837 


77090 


NR_025847.1 
Moritella. 
NR_025807.1 


NR_025796.1 


NR_025764.1 


icella. 
NR_025713.1 


Spiroplasmat 
NR_025712.1 


lasma. 
NR_025709.1 


lasma. 
NR_025708.1 


lasma. 
NR_025707.1 


piroplasmata 
NR_025704.1 


lasma. 
NR_025702.1 


lasma. 
NR_025701.1 


lasma. 
NR_025700.1 


lasma. 
NR_025698.1 


lasma. 
NR_025695.1 


lasma. 
NR_025687.1 


tomoplasmata 
NR_025682.1 


lasma. 
NR_029364.1 
11910 
vibrionales; 


NR_029361.1 
16427 


NR_029348.1 
36333 
; Treponema. 
NR_029343.1 
nce 42294 
cetales; Str 


NR_029320.1 
78536 
cterales; De 


ref 


Moritella japonica 


48 Moritella japonica Bacteria; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 
Aeromonas. 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 
Clostridium. 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 
Spirop 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 
Spirop 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 
Spirop 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 
Mesop 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Leptospira interrogans 
Leptospira interrogans 


Treponema 
Treponema 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Desulfospira 
Desulfospira 
sulfobacteraceae; 


NR_029314.1 


Nocardiopsis 


84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


342952 Bacteria_16S 91896 91918 1 23 gi|265679002|ref|NR_029310.1 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

342952 Bacteria_16S 107367 107389 1 23 gi| 265678991 |ref|NR_029299.1 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
342952 Bacteria_16S 111963 111989 98 124 gi| 265678988 |ref|NR_029296.1 


strain BR 16S rib 
Spirochaetes; Spi 


osomal RNA, partial sequence 
rochaetales; 


110499 11199 
Spirochaetaceae; Treponema. 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


342952 Bacteria_16S 136399 136444 1 46 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

342952 Bacteria_16S 151528 151550 102 124 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 217504 217526 103 125 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

342952 Bacteria_16S 267647 267669 96 118 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

342952 Bacteria_16S 275208 275230 96 118 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 


strain S-16 16S r 
Tenericutes; Moll 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


273748 27524 


6 Mycoplasma hyosynoviae Bacteria; 


342952 Bacteria_16S 284207 284237 1 31 gi| 265678871 |ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

342952 Bacteria_16S 311576 311598 1 23 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

342952 Bacteria_16S 323685 323707 1 23 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

342952 Bacteria_16S 328395 328425 94 124 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

342952 Bacteria_16S 345294 345344 1 51 gi|265678828|ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 394942 394984 1 43 gi| 265678792 |ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

342952 Bacteria_16S 413522 413572 1 51 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 477963 477985 96 118 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

342952 Bacteria_16S 485590 485612 1 23 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

342952 Bacteria_16S 577328 577350 96 118 gi| 265678668 |ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
342952 Bacteria_16S 690919 690953 91 125 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

342952 Bacteria_16S 695506 695528 103 125 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

342952 Bacteria_16S 708557 708615 1 59 gi| 265678577 |ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

342952 Bacteria_16S 793457 793479 1 23 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

342952 Bacteria_16S 807320 807342 96 118 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 


thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 


342952 Bacteria_16S 
strain Z-7191 16S 
Firmicutes; 
342952 Bacteria_16S 


barnesii strain SES-3 16S ribosomal RNA, partial 


Bacteria; 
342952 Bacteria_16S 
japonensis strain 
Bacteria; 
342952 Bacteria_16S 
strain TO-931 16S 
Firmicutes; 
342952 Bacteria_16S 


acidifaciens strain A40 16S ribosomal 
Bacteroidetes; 


Bacteria; 
342952 Bacteria_16S 


smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 
11293 Bacteria; Spirochaetes; 


342952 Bacteria_16S 
intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 
342952 Bacteria_16S 


DSM 13279 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; 


Collinsella. 
342952 Bacteria_16S 


DSM 15641 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; 


Cryptobacterium. 
342952 Bacteria_16S 


strain Se-3111 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


342952 Bacteria_16S 


strain 13.4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


342952 Bacteria_16S 


strain VPI 0546 16S ribosomal RNA, 
Actinobacteria; Coriobacteridae; 


342952 Bacteria_16S 
strain MP145 16S 


342952 Bacteria_16S 
strain SMP-10 16S 


342952 Bacteria_16S 


aerolata strain V-54A 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Promicromonospora. 
342952 Bacteria_16S 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial 
phosphitoxidans Bacteria; 


Desulfotignum. 
342952 Bacteria_16S 


VKM B1479 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


342952 Bacteria_16S 
strain DSM 44494 


342952 Bacteria_16S 


paraplantarum strain DSM 10667 16S ribosomal RNA, parti 
paraplantarum Bacteria; 


342952 Bacteria_16S 


halotolerans strain DSM 44410 16S ribosomal RNA, partia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 


Nocardiopsaceae; 
342952 Bacteria_16S 


strain L1/68 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Bacteroidetes; 


892124 892146 1 


ribosomal RNA, partial sequence 
Clostridia; 


Halanaerobiales; 
981545 981567 96 


Proteobacteria; Epsilonproteobacteria; 


1062608 1062638 94 


758 16S ribosomal RNA, partial 
Sphingobacteriales; 


Sphingobacteria; 
1101449 1101495 1 


ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
1106125 1106155 94 


Bacteroidia; 


1169625 1169647 1 


1204504 1204526 1 


1206011 1206033 1 


1209058 1209080 1 


1222506 1222564 1 


1246796 1246854 1 


1290316 1290338 1 


1393458 1393480 96 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


1405495 1405517 96 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nann 


1449803 1449847 1 


1517538 1517568 1 
Proteobacteria; 


1651101 1651123 96 


1741098 1741140 1 


1841463 1841513 1 


Firmicutes; 
1877868 1877910 1 


1928074 1928104 1 


Clostridiaceae; 


Spirochaetales; 


Coriobacteridae; 


Coriobacteridae; 


31 gi 
Deltaproteoba 
118 gi 


Lactobacillales; 


47 gi 


124 gi 


RNA, partial sequ 
Bacteroidales; 


Ba 


23 gi 


23 gi 


13280 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


23 gi 


23 gi 
Coriobacteri 
59 gi 


59 gi 


23 gi 


Cori 


118 gi 


118 gi 


45 gi 


43 gi 


Spirochaetaceae; 


1204671 
Coriobacteriales; 


228719827 


228715356 


228715355 


228715352 


1206128 Collinsella 
Coriobacterineae; Coriobacteriaceae; 


ales; 


219878356 


219857484 


1245479 1246880 Amycolatopsis 
donocardineae; 


219846501 


228716184 


219857153 


224581421 
ce 
ales; 


219873435 
sequence 


cteria; 


219878442 


1649700 16511 


ob 
219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 


obacterineae; 


Desulfobacterales; 


acteraceae; 


23 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
890778 892197 Orenia sivashensis Bacteria; 
Halobacteroidaceae; Orenia. 

118 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
sequence 980099 981569 Sulfurospirillum barnesii 
Campylobacterales; Campylobacteraceae; Sulfurospirillum. 

124 gi|265678336|ref|NR_028638.1| Chitinophaga 
sequence 1061167 1062648 Chitinophaga japonensis 


Chitinophagaceae; Chitinophaga. 


265678309|ref|NR_028611.1| Clostridium hiranonis 
1100149 1101541 Clostridium hiranonis Bacteria; 

Clostridium. 

265678305|ref|NR_028607.1| Bacteroides 


ence 1104672 1106166 Bacteroides acidifaciens 
cteroidaceae; 


Bacteroides. 


ref|NR_027585.1| Spirochaeta 


1168243 1169775 Spirochaeta smaragdinae DSM 
Spirochaeta. 


ref|NR_027528.1| Collinsella 


1203162 1204620 Collinsella intestinalis DSM 
Coriobacteriales; 


Coriobacterineae; Coriobacteriaceae; 


ref|NR_027527.1| Collinsella stercoris 
stercoris DSM 13279 


ref|NR_027524.1| Cryptobacterium curtum 


1207714 1209142 Cryptobacterium curtum DSM 15641 
Coriobacterineae; Coriobacteriaceae; 


ref|NR_025495.1| Salana multivorans 


1221167 1222613 Salana multivorans Bacteria; 
ococcineae; 


Beutenbergiaceae; Salana. 
ref|NR_025072.1| Amycolatopsis rubida 
rubida Bacteria; 
Pseudonocardiaceae; Amycolatopsis. 
NR_026093.1| Atopobium parvulum 


ref 


complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Coriobacteriales; 


Coriobacteriaceae; Atopobium. 


ref |NR_027548.1| Mycoplasma crocodyli 


1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_024781.1| Haliangium tepidum 


1404010 1405517 Haliangium tepidum Bacteria; 
ocystineae; 


Haliangiaceae; 
ref |NR_027202.1 


Haliangium. 
Promicromonospora 


1448460 1449852 Promicromonospora aerolata 
Micrococcineae; 


Promicromonosporaceae Hi 


ref|NR_025194.1| Desulfotignum 
1516159 1517596 Desulfotignum 
Desulfobacteraceae; 


ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 

Labrys. 
ref|NR_025519.1 
36 Nocardiopsis 


Nocardiopsis halophila 
halophila Bacteria; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
51 gi|219878308|ref|NR_025447.1| Lactobacillus 
al sequence 1840072 1841573 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
43 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 


31 gi 


219878243 


1 sequence 
; Actinomycetales; 


1876505 1878009 Nocardiopsis 
Streptosporangineae; 


ref 


NR_025382.1| Ignatzschineria larvae 


1926697 1928210 Ignatzschineria larvae Bacteria; 


Ignatzschineria. 


342952 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


342952 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


342952 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


342952 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


342952 Bacteria_16S 


strain YIM 90003 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomonospora. 
342952 Bacteria_16S 2206634 2206656 96 118 gi 


gallopavonis stra 
Bacteria; Teneric 


342952 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


342952 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


342952 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


342952 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


342952 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


342952 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


342952 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


342952 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


342952 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


342952 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


342952 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


342952 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


342952 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


342952 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 
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342952 Bacteria_16S 2488796 2488818 96 118 gi|219857391|ref|NR_024979.1| Mycoplasma buccale 
strain CH20247 16S ribosomal RNA, partial sequence 2487368 2488830 Mycoplasma buccale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
342952 Bacteria_16S 2490309 2490331 96 218 gi|219857390|ref|NR_024978.1| Mycoplasma equirhinis 
strain M432/72 16S ribosomal RNA, partial sequence 2488881 2490343 Mycoplasma equirhinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
342952 Bacteria_16S 2491820 2491842 96 118 gi|219857389|ref|NR_024977.1| Mycoplasma anseris 
strain 1219 16S ribosomal RNA, partial sequence 2490394 2491854 Mycoplasma anseris Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
342952 Bacteria_16S 2505389 2505417 96 124 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 
342952 Bacteria_16S 2610168 2610226 1 59 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
342952 Bacteria_16S 2731328 2731350 96 118 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 
342952 Bacteria_16S 2845477 2845499 1 23 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 
342952 Bacteria_16S 2957034 2957092 1 59 gi| 219856819 |ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
342952 Bacteria_16S 3112881 31129111 31 gi| 219846847 |ref|NR_026439.1| Desulfobacter 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
342952 Bacteria_16S 3256719 3256761 1 43 gi|219846750|ref|NR_026342.1| Nocardiopsis 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 3256832 Nocardiopsis 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
342952 Bacteria_16S 3259744 3259786 1 43 gi|219846748|ref|NR_026340.1| Nocardiopsis alba 
strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
342952 Bacteria_16S 3261254 3261296 1 43 gi| 219846747 |ref|NR_026339.1| Nocardiopsis 
dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 3259907 3261367 
Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
342952 Bacteria_16S 3315942 3315964 1 23 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
342952 Bacteria_16S 3317467 3317489 1 23 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
342952 Bacteria_16S 3318986 3319008 1 23 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
342952 Bacteria_16S 3373840 3373862 1 23 gi|219846668|ref|NR_026260.1| Halanaerobacter 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 3373950 Halanaerobacter 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
342952 Bacteria_16S 3375357 3375379 1 23 gi|219846667|ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
342952 Bacteria_16S 3435324 3435366 1 43 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
342952 Bacteria_16S 3497536 3497558 1 23 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 
342952 Bacteria_16S 3581230 3581259 96 125 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 
342952 Bacteria_16S 3690827 3690849 96 118 gi|219846444|ref|NR_026035.1| Mycoplasma auris 
strain UIA 16S ribosomal RNA, partial sequence 3689398 3690858 Mycoplasma auris Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
342952 Bacteria_16S 3716342 3716364 96 118 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 


strain CKK 16S ribosomal RNA, 


complete sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3714904 3716367 Mycoplasma pullorum Bacteria; 


342952 Bacteria_16S 3753374 3753396 96 118 gi|219846397|ref|NR_025988.1| Mycoplasma canadense 
strain 275c 16S ribosomal RNA, partial sequence 3751943 3753408 Mycoplasma canadense Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 3759422 3759444 96 Lag gi|219846393|ref|NR_025984.1| Mycoplasma alkalescens 
strain PG51 16S ribosomal RNA, partial sequence 3757993 3759456 Mycoplasma alkalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 3760878 3760900 1 23 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
strain Co53T 16S ribosomal RNA, partial sequence 3759507 3761025 Borrelia coriaceae Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

342952 Bacteria_16S 4062313 4062355 1 43 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
342952 Bacteria_16S 4206960 4206990 1 31 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

342952 Bacteria_16S 4441 4462 1 22 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

342952 Bacteria_16S 5909 5930 1 22 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

342952 Bacteria_16S 7370 7391 1 22 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

342952 Bacteria_16S 8828 8849 1 22 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

342952 Bacteria_16S 14837 14858 1 22 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

342952 Bacteria_16S 19528 19549 103 124 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

342952 Bacteria_16S 20992 21013 1 22 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

342952 Bacteria_16S 36175 36196 1 22 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

342952 Bacteria_16S 37658 37679 1 22 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

342952 Bacteria_16S 39063 39084 1 22 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

342952 Bacteria_16S 42173 42194 1 22 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 48202 48223 1 22 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

342952 Bacteria_16S 57431 57452 1 22 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

342952 Bacteria_16S 58931 58952 L 22 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

342952 Bacteria_16S 60450 60471 1 22 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 61998 62019 1 22 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 63465 63486 1 22 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


342952 Bacteria_16S 64968 64989 1 22 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
342952 Bacteria_16S 68002 68023 1 22 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

342952 Bacteria_16S 79881 79902 1 22 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

342952 Bacteria_16S 82862 82883 1 22 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

342952 Bacteria_16S 84438 84459 1 22 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

342952 Bacteria_16S 87465 87486 1 22 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

342952 Bacteria_16S 95062 95083 1 22 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 111868 111889 1 22 gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

342952 Bacteria_16S 119651 119696 1 46 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

342952 Bacteria_16S 128753 128774 1 22 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

342952 Bacteria_16S 133445 133466 103 124 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

342952 Bacteria_16S 145567 145588 103 124 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

342952 Bacteria_16S 146924 146945 1 22 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

342952 Bacteria_16S 152991 153012 1 22 gi| 265678961 |ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 156110 156131 1 22 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 157667 157688 1 22 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

342952 Bacteria_16S 165284 165305 1 22 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 168437 168458 1 22 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 169961 169982 1 22 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 171437 171458 1 22 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 174455 174476 1 22 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

342952 Bacteria_16S 175963 175984 1 22 gi|265678946|ref|NR_029254.1| Vibrio aestuarianus 


strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


342952 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


342952 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


342952 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


342952 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


342952 Bacteria_16S 


aminovalericum st 
aminovalericum Ba 


342952 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


342952 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


342952 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; 


342952 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


342952 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


342952 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


342952 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


342952 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


342952 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


342952 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


342952 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


342952 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


342952 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


342952 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


342952 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


342952 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


342952 Bacteria_16S 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 


177448 177469 1 22 gi 
Ll 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
178957 178978 1 22 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
180435 180456 1 22 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


181928 181949 1 22 gi 
ain CG 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
189704 189725 1 22 gi 
rain DSM 1283 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
191230 191251 1 22 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
192740 192761 1 22 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
194250 194271 1 22 gi 
in 1521 of Whittenbury 16S ribosomal R 


Methylobacter. 

195761 195782 1 22 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
197271 197292 1 22 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
206622 206643 1 22 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
223546 223567 1 22 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
235571 235592 1 22 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
237207 237228 1 22 gi 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
238789 238810 1 22 gi 


etaproteobacteria; Burkholderiales; Bu 
240336 240357 1 22 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

240424 240456 91 124 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

241922 241943 1 22 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


249649 249670 1 22 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


255579 255600 1 

1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
257054 257075 1 22 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
260059 260080 1 22 gi 


22 gi 


189853 19130 


195893 19735 


222148 22363 


234235 23583 


6S ribosomal RNA, partial sequence 237457 23896 


240595 24207 


254252 255652 Afipi 


265678945 
e 17604 
les; Vibri 
265678944 

17756 
omonadacea 
265678943 
al sequenc 
ria; Methy 


265678942 
ence 18057 
idiaceae; 

265678937 
al sequenc 
idiales; C 
265678936 


ethylococc 
265678935 
ence 19135 
occales; M 
265678934 
NA, partia 


265678933 
ence 19438 
occales; M 
265678932 


ethylococc 
265678926 
sequence 
ria; Burkh 
265678914 


onaceae; V 
265678905 


rkholderia 
265678904 
nce 23588 
riales; Bu 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 
265678896 
al sequenc 
acteria; N 
265678892 
ipia. 

265678891 


ence 25570 
riales; Bu 


ref|NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


ref|NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref |NR_029244.1 


aceae; Methylomi 
ref |NR_029243.1 
7 #192822 Methyl 
ethylococcaceae; 
ref |NR_029242.1 
1 sequence 


ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref|NR_029240.1 
aceae; Methylomi 
ref |NR_029234.1 

205252 206750 
olderiales; Alca 
ref |NR_029222.1 


ibrio. 
ref|NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 


ref |NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 


ref |NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


H r 


ref|NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref 
a br 


NR_029200.1 
oomeae Bacte 


ref|NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 


265678889 


Photobacterium 
acterium leiognathi 
cterium. 

Aeromonas punctata 
nas punctata Bacteria; 


Methylococcus 
Methylococcus 
ylococcaceae; 


Clostridium 
idium proteolyticum 


Clostridium 

Clostridium 
lostridium. 

Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylomonas 
omonas aurantiaca 
Methylomonas. 
Methylobacter 
192873 194334 
Methylococcales; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Taylorella 
Taylorella 
ligenaceae; Taylorella. 
Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Burkholderia graminis 


graminis Bacteria; 


ia. 
Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia 
lderia pyrrocinia 


Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 
Microvirgula 
Microvirgula 
sseriaceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Burkholderia 
lderia xenovorans 
Burkholderia. 


ref |NR_029197.1 
258782 


Ruegeria 
260120 Ruegeria 


lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Ruegeria. 


342952 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


342952 Bacteria_16S 


CFN 42 16S riboso: 
Alphaproteobacter 


342952 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


342952 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


342952 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


342952 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


342952 Bacteria_16S 


actinomycetemcomi 


267554 267575 1 22 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
273548 273569 1 22 gi 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
275117 275138 1 22 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
279666 279687 1 22 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
288674 288695 1 22 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
290201 290222 1 22 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
293405 293426 1 22 gi 
tans strain 277/49-50(8) 16S ribosomal 


gi 


Rhizobi 
gi 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


342952 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


342952 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


342952 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


342952 Bacteria_16S 


subsp. berkhoffii 
subsp. berkhoffii 


342952 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


342952 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


342952 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


342952 Bacteria_16S 


strain 941 16S ri 


asteurellaceae; Aggregatibacter. 
294956 294977 103 124 gi 
Chlorobiale 

22 gi 


Chlorobi; Chlorobia; 
308572 308593 1 

S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
310086 310107 1 22 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Rumino 
319080 319101 1 22 gi 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
336118 336175 1 58 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
336218 336239 103 124 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
351214 351235 1 22 gi 


eria; 


ia; Rhodobacterales; Rhodobacteraceae; 
354131 354152 1 22 gi 


bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 


342952 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


342952 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


342952 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


342952 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


342952 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


342952 Bacteria_16S 


357069 357090 1 22 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
358473 358494 1 22 gi 
ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


366007 366028 
osomal RNA, partial 


1 

sequence 
Rhodobacterales; R 
367515 367536 1 22 gi 
rain F23 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


22 gi 


370535 370556 1 22 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


385721 385742 1 22 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
387283 387304 1 22 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
390376 390397 103 124 gi 


gi 


in 6030 16S ribosomal RNA, partial seq 


355741 357 


364736 366 


265678882 


266185 26767 


alobactera 
265678878 


272240 273697 Rhizo 


um/Agrobac 
265678877 


273748 27524 


265678874 
27832 


265678868 
28734 


265678867 

28882 
caligenace 
265678865 
RNA, part 


265678864 
uence 

s; Chlorob 
265678855 


complete sequence 307188 30872 


mamonadace 
265678854 
30877 
coccaceae; 
265678848 
ial sequen 
bacteria; 
265678834 
33475 
riales; Bi 
265678834 
33475 
riales; Bi 
265678824 


somal RNA, partial sequence 349928 351312 Parac 


Paracoccu 
265678821 


352821 35423 


microbiace 
265678818 
15 
Sphingomon 
265678816 
partial se 
eria; Rhod 


265678811 
09 
hodobacter 
265678810 
quence 

teria; Alt 


265678808 
quence 
eria; Ocea 


265678798 


384340 38587 


seudomonad 
265678797 

38592 
nadales; S 


ref|NR_029188.1 


ceae; Oxalobacte 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029183.1 


ref|NR_029180.1 
1 279763 Mycopl 


ref|NR_029174.1 
1 288773 Mycopl 


ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029171.1 
ial sequence 


ref|NR_029170.1 

293547 295005 
iaceae; Prosthec 
ref|NR_029161.1 


ae; Comamonas. 
ref|NR_029160.1 
4 310144 Rumino 
Ruminococcus. 
ref|NR_029153.1 
ce 317746 319177 
Rhizobiales; Bar 
ref|NR_029139.1 
5 336267 Bifido 
fidobacteriaceae 
ref|NR_029139.1 
5 336267 Bifido 
fidobacteriacea 
ref |NR_029129.1 
occus kocurii Ba 
s. 

ref|NR_029126.1 
ae; Rhodoplanes. 
ref|NR_029123.1 
7 Sphingopyxis 
adaceae; Sphing 
ref 
quen 
obac 


ce 
terales 


ref |NR_029116.1 


aceae; Salipige 
NR_029115.1 
366150 367594 
eromonadales; Id 


ref|NR_029113.1 

369170 370614 
nospirillales; H 
ref|NR_029103.1 
aceae; Pseudomon 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 


265678795 


xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 


e: 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


r. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma gateae 
asma gateae Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Bordetella holmesii 
ella holmesii Bacteria; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Prosthecochloris 

Prosthecochloris 
ochloris. 

Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Ruminococcus callidus 
coccus callidus 


Bartonella vinsonii 

Bartonella vinsonii 
tonellaceae; Bartonella. 

Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Paracoccus kocurii 
cteria; Proteobacteria; 


v 


’ 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 

Loktanella 

358614 Loktanella 
dobacteraceae; 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 
is 


Idiomarina 
Idiomarina 
iomarinaceae; 


Halomonas 
Halomonas 


alomonadaceae; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 

Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 


ref|NR_029100.1 
388894 390431 


Myceligenerans 
Myceligenerans 


xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonosporaceae; Myceligenerans. 
342952 Bacteria_16S 391859 391880 1 
taiwanensis strai 
Bacteria; Proteob 
342952 Bacteria_16S 
asymbiotica subsp 

Photorhabdus asymbiotica subsp. 
Enterobacteriales; Enterobacteriaceae; 
342952 Bacteria_16S 
strain XILO8 16S 


401063 401084 1 


ribosomal RNA, 


Xylanibacterium. 
342952 Bacteria_16S 
populi BJ001 16S 
Bacteria; Proteob 
342952 Bacteria_16S 
formicigenes stra 
formicigenes Bacteria; 
342952 Bacteria_16S 

strain LCl 16S ri 
Proteobacteria; G 
342952 Bacteria_16S 
F89 16S ribosomal 
Flavobacteria; Flavobacteriales; 
342952 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


416657 416678 1 


418149 418170 1 


Firmicutes; 
419642 419663 1 


esterenkonia. 


342952 Bacteria_16S 431995 432016 1 22 gi| 265678767 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Roseomonas. 

342952 Bacteria_16S 435158 435179 1 22 gi| 265678765 
strain TF-27 16S ribosomal RNA, partial sequence 433793 43528 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
342952 Bacteria_16S 439800 439821 1 22 gi| 265678762 


strain HTCC2506 1 


342952 Bacteria_16S 
rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 

342952 Bacteria_16S 
strain E7107 16S 


445925 445946 1 
ain IH5 16S ribosomal 
teria; Proteobacteria; 


447454 447475 1 


342952 Bacteria_16S 448986 449007 1 
strain 5424 16S ribosomal RNA, partial 


342952 Bacteria_16S 458277 458298 1 


strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 45835 


407344 407365 103 
complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


425942 425963 103 
RNA, partial sequence 


427507 427528 103 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


22 


22 


gi 


n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 


gi 


australis strain 9802892 16S ribosomal RNA, pa 


265678794 
ce 39048 
riales; Bu 
265678788 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 

Photorhabdus 

399669 401215 


ref |NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref |NR_029093.1 
rtial sequence 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 
124 


22 


ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


in DV1184 16S ribosomal RNA, partial s 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


22 
RNA, 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


22 
sequence 


22 


complete se 
Gammaproteobact 


gi 


405881 40739 


gi 


415329 41680 


les; Methy 
22 gi| 265678776 
equence 
Clostridia; Clostridiales; Pep 
22 gi| 265678775 
418286 41972 
Halomonad 
124 gi|265678771 
424476 425990 Formo 
Flavobacteriaceae; Formosa. 
124 gi| 265678770 


6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 


gi 


gi 


446125 44760 


gi 


447654 44913 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


265678784 


265678777 


1 sequence 


timonadace 
265678758 
quence 
eria; Pseu 
265678757 


Acetobacte 
265678756 


Acetobacte 
265678746 


ococcineae; 


e; Actinomycet 


ref|NR_029089.1| Xylanibacterium ulmi 
3 Xylanibacterium ulmi Bacteria; 

; Promicromonosporaceae; 
ref|NR_029082.1| Methylobacterium 

5 Methylobacterium populi BJ001 
lobacteriaceae; Methylobacterium. 
ref|NR_029081.1| Tepidibacter 

16856 418235 Tepidibacter 
tostreptococcaceae; Tepidibacter. 
ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 
aceae; Halomonas 
ref |NR_029076.1 
sa algae Bacteri 


rs 


Formosa algae strain 
a; Bacteroidetes; 


Nesterenkonia 
Nesterenkonia 
occineae; 


ref|NR_029075.1 
426041 427535 
ales; Microc 


ref|NR_029072.1 
430661 432145 
spirillales; Ace 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


ref|NR_029070.1| Shewanella gaetbuli 

9 Shewanella gaetbuli Bacteria; 

eae; Shewanella 

ref|NR_029067.1| Fulvimarina pelagi 

9 Fulvimarina pelagi Bacteria; 

ae; Fulvimarina. 

ref|NR_029063.1 
444544 446074 

domonadales; Pse 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029061.1| Roseomonas gilardii 

5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 

ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

342952 Bacteria_16S 459729 459750 1 22 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

342952 Bacteria_16S 468748 468769 1 22 gi|265678739|ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

342952 Bacteria_16S 471826 471847 1 22 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

342952 Bacteria_16S 473438 473459 1 22 gi|265678736|ref|NR_029041.1| Weissella koreensis 
strain S-5623 16S ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
Firmicutes; Lactobacillales; Weissella. 

342952 Bacteria_16S 477866 477887 1 22 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

342952 Bacteria_16S 482552 482573 1 22 gi|265678730|ref|NR_029035.1] Quatrionicoccus 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

342952 Bacteria_16S 504168 504189 1 22 gi|265678716|ref|NR_029021.1]| Loktanella 

vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 

vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Loktanella. 

342952 Bacteria_16S 514766 514787 1 22 gi| 265678709 |ref|NR_029014.1| Lactobacillus rossiae 

strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 516232 516253 1 22 gi| 265678708 |ref|NR_029013.1| Reinekea 

marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 

marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

342952 Bacteria_16S 517795 517816 1 22 gi| 265678707 |ref|NR_029012.1| Photorhabdus 

luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 

Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

342952 Bacteria_16S 519360 519381 1 22 gi|265678706|ref|NR_029011.1| Photorhabdus 

luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 

luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

Enterobacteriaceae; Photorhabdus. 

342952 Bacteria_16S 520987 521008 103 124 gi|265678705|ref|NR_029010.1| Flavobacterium 

micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 

Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

342952 Bacteria_16S 522514 522535 103 124 gi|265678704|ref|NR_029009.1| Flavobacterium 

degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 

degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

342952 Bacteria_16S 525456 525501 1 46 gi|265678702|ref|NR_029007.1| Corynebacterium 

ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

Corynebacterium. 

342952 Bacteria_16S 528549 528570 1 22 gi|265678700|ref|NR_029005.1| Enhydrobacter 

aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

342952 Bacteria_16S 530078 530099 1 22 gi|265678699|ref|NR_029004.1| Deinococcus indicus 

strain Wt/la 16S ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 

Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

342952 Bacteria_16S 534608 534629 1 22 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 

strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

342952 Bacteria_16S 540708 540729 1 22 gi|265678692|ref|NR_028997.1| Subdoligranulum 

variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 

Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 
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Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

342952 Bacteria_16S 562153 562174 1 22 gi|265678678|ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

342952 Bacteria_16S 563727 563748 1 22 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 

342952 Bacteria_16S 571386 571407 103 124 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

342952 Bacteria_16S 572762 572783 1 22 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

342952 Bacteria_16S 575766 575787 1 22 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

342952 Bacteria_16S 577235 577256 1 22 gi| 265678668 |ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
342952 Bacteria_16S 578749 578770 1 22 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

342952 Bacteria_16S 584715 584736 1 22 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

342952 Bacteria_16S 587741 587762 1 22 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

342952 Bacteria_16S 589258 589279 1 22 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

342952 Bacteria_16S 592308 592329 103 124 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
342952 Bacteria_16S 593735 593756 1 22 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
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Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


342952 Bacteria_16S 748123 748144 1 


strain 9A01 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


342952 Bacteria_16S 749498 749519 1 


strain 4B02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


342952 Bacteria_16S 750873 750894 1 


tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


tjernbergiae Bacteria; 
Acinetobacter. 
342952 Bacteria_16S 
strain AB1110 16S 
Proteobacteria; Gammaproteobacteria; 
342952 Bacteria_16S 753623 753644 1 
strain B2 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
342952 Bacteria_16S 


Proteobacteria; 


752248 752269 1 


758172 758193 1 


respiraculi strain AU3313 16S ribosomal RNA, partial sequence 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; 


342952 Bacteria_16S 759678 759699 1 


strain Al 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


342952 Bacteria_16S 764203 764224 1 


strain SW-45 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


342952 Bacteria_16S 770329 770350 1 
VR1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


342952 Bacteria_16S 771858 771879 1 


strain Uedal07 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


342952 Bacteria_16S 
postgatei strain 
Bacteria; 
342952 Bacteria_16S 


779673 779694 1 


Promicromonosporaceae; Xylanimonas. 
342952 Bacteria_16S 785795 785816 1 


mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


mediterranea Bacteria; 
Pseudomonas. 
342952 Bacteria_16S 


Proteobacteria; 


788823 788844 1 


strain M39 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 


342952 Bacteria_16S 791923 791944 1 


Saccharomonospora. 


ribosomal RNA, partial sequence 
Pseudomonadales; 


sequence 
Pseudomonadales; 


2ac9 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
782826 782847 103 
cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 


22 gi| 265678553 
741046 74252 
Acetobacte 
gi| 265678549 


745469 74679 


22 


22 gi| 265678548 


746844 74816 
22 gi| 265678547 
748219 74954 
22 


gi| 265678546 


22 gi| 265678545 
750969 75229 
Moraxellace 
gi| 265678544 
752344 75366 
Moraxellace 


265678541 


22 


22 gi 
Burkhol 
gi| 265678540 
758305 75981 


22 


22 gi| 265678537 


762839 76433 


22 gi| 265678533 
768965 770424 Vibri 
22 gi| 265678532 
770475 77198 
22 265678526 
77827 


gi 


124 265678524 
sequence 


Actin 


gi 


22 gi| 265678522 


Pseud 


22 gi| 265678520 


787469 78896 
22 


gi|265678518 


Pseudomonadales; 


ref|NR_028857.1 
raceae; Roseomon 
ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028850.1 
749594 750918 
Mora 


ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028844.1 


Alysiella. 
ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028837.1 
o ruber Bacteria 
ref|NR_028836.1 
aceae; Cellvibri 
ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028828.1 

781358 782875 
omycetales; Micr 


ref|NR_028826.1 
784432 785869 
omonadales; Pseu 


ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref |NR_028821.1 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Acinetobacter tandoii 
tandoii Bacteria; 
r,. 
Acinetobacter gerneri 
gerneri Bacteria; 
r. 
Acinetobacter bouvetii 
bouvetii Bacteria; 
uy 
Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 
r. 

Acinetobacter baylyi 
baylyi Bacteria; 
ts 

Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Vibrio ruber strain 
; Proteobacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 

Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Xylanimonas 
Xylanimonas 
ococcineae; 


Pseudomonas 
Pseudomonas 


domonadaceae; 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Psychromonas arctica 


strain Pull 5.3 1 
Proteobacteria; 


342952 Bacteria_16S 


strain CCBAU 719 
Proteobacteria; 


6S ribosomal RNA, 


complete sequence 790537 79204 


Gammaproteobacteria; Alteromonadales; Psychromona 
794900 794921 1 22 gi| 265678516 
0B 16S ribosomal RNA, partial sequence 79361 


Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 


3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 

ref|NR_028819.1| Rhizobium loessense 

1 794989 Rhizobium loessense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 


342952 Bacteria_16S 


strain PG14 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


342952 Bacteria_16S 


804217 804238 1 22 gi| 265678510 


802889 80433 


ref|NR_028813.1 


810325 810346 1 22 gi| 265678506 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


ref|NR_028809.1 


Pseudoalteromonas 


phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 

342952 Bacteria_16S 
jannaschii strain 
Bacteria; 
342952 Bacteria_16S 


cyclicum strain ALM1 16S ribosomal RNA, partial sequence 


Bacteria; 
342952 Bacteria_16S 
strain 12993 16S 


342952 Bacteria_16S 


813419 813440 1 


814938 814959 1 


819404 819425 1 


820909 820930 1 


22 


22 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


22 


strain 256 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


342952 Bacteria_16S 
strain IMT37 16S 


342952 Bacteria_16S 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; 


342952 Bacteria_16S 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


342952 Bacteria_16S 


34614 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


342952 Bacteria_16S 


alkaliphilum strain 24 16S ribosomal RNA, partial sequence 


Bacteria; 
342952 Bacteria_16S 
strain AMX51 16S 


342952 Bacteria_16S 
strain CFBP 5236 


342952 Bacteria_16S 


kondratievae strain GB 16S ribosomal RNA, partial sequence 


Bacteria; 
342952 Bacteria_16S 


822420 822441 1 


823997 824018 1 


825542 825563 1 


827044 827065 1 


842326 842347 1 


843801 843822 1 


845388 845409 1 


848428 848449 1 


861981 862026 1 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


22 


22 


22 


22 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


22 


22 


46 


strain K24 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


342952 Bacteria_16S 
strain CFBP 4188 


342952 Bacteria_16S 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; 


Gluconacetobacter. 
342952 Bacteria_16S 
strain LMG 18819 


342952 Bacteria_16S 
strain LMG 18106 


342952 Bacteria_16S 
strain LMG 16407 


342952 Bacteria_16S 
sibiricum strain 
Bacteria; 
342952 Bacteria_16S 


denitrificans strain ALJD 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 


Thioalkalivibrio. 
342952 Bacteria_16S 
strain Greoux 11 
Bacteria; 
342952 Bacteria_16S 


strain RE35F/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


342952 Bacteria_16S 


nubinhibens strain ISM 16S ribosomal RNA, partial sequence 


868115 868136 1 


872626 872647 1 


893604 893625 1 


895139 895160 1 


896674 896695 1 


901392 901413 1 


902928 902949 1 
Proteobacteria; 


904437 904458 1 


909025 909046 1 


929199 929220 1 


22 


22 


22 


22 


22 


22 


22 


Gammaproteobacteria; 


22 


22 


22 


gi 


ALM2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 
81 


gi 
81 


gi 
82 
gi 


gi 


824212 825662 Bosea 


gi 


825713 827158 Bosea 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 
84 


gi 


16S ribosomal RNA, partial sequence 844000 84550 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


gi 
86 


gi 


16S ribosomal RNA, partial sequence 866725 86827 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


gi 


gi 


16S ribosomal RNA, partial sequence 892248 89373 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


gi 


16S ribosomal RNA, partial sequence 893783 89526 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


gi 


16S ribosomal RNA, partial sequence 895318 89680 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


gi 


AL7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


gi 


D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


gi 


907717 90916 


Sphingomonadales; Erythrobacteraceae; 


gi 


265678504 
81203 


265678503 
81355 


265678500 
8049 81950 


265678499 
9558 82101 


265678498 
1061 82256 


265678497 
sequence 


Burkhol 
265678496 


265678495 


265678485 


84098 


265678484 
2468 84394 


265678483 
Enterobac 

265678481 

84713 


265678471 
0647 86213 


265678467 
265678464 
sequence 


Rhodo 


265678449 


265678448 


265678447 


265678444 
90001 


265678443 


265678442 
90307 
Leg 
265678439 


seudomonadaceae; 


Piscirickettsiaceae 


Chromatiales; 


ref|NR_028807.1 


ref|NR_028806.1 


ref |NR_028803.1 


ref|NR_028802.1 


ref|NR_028801.1 


ref|NR_028800.1 

822620 824161 
deriales; 
ref |NR_028799.1 


ref |NR_028798.1 
eneae Bacteria; 


teriaceae; 
ref |NR_028784.1 


hodobacteraceae 
ref|NR_028774.1 
0 Amycolatopsis 
eae; 
ref|NR_028770.1 
aceae; 
ref |NR_028767.1 

871314 872760 
spirillales; Ace 
ref|NR_028751.1 
ceae; Pandoraea. 
ref|NR_028750.1 


ceae; Pandoraea. 
ref|NR_028749.1 


Pandoraea. 
ref|NR_028746.1 
3 901506 Thioal 


ref|NR_028745.1 
901557 903021 
Ectoth 


ref|NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028741.1 
0 Erythrobacter 
Erythr 


265678426 


vestrisii Bacteria; 


Thioalkalivibrio 


5 813508 Thioalkalivibrio jannaschii 
Ectothiorhodospiraceae; 


Thioalkalivibrio. 
Thioalkalimicrobium 


9 815058 Thioalkalimicrobium cyclicum 
Piscirickettsiaceae; 


Thioalkalimicrobium. 
Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


Enterobacteriaceae; Kluyvera. 


Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


Enterobacteriaceae; Kluyvera. 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
Pseudomonas. 


Cupriavidus 
Cupriavidus 


Burkholderiaceae; Cupriavidus. 


Bosea vestrisii strain 
Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ref|NR_028788.1| Marinospirillum 

1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 

ref|NR_028787.1| Bosea minatitlanensis 
9 Bosea minatitlanensis Bacteria; 

ae; Bosea. 

ref|NR_028786.1| Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 
Samsonia. 


Paracoccus 


Paracoccus. 
Amycolatopsis sacchari 
sacchari Bacteria; 


2 848491 Paracoccus kondratievae 
, 


Pseudonocardiaceae; Amycolatopsis. 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 
Xanthomonas. 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
; Thioalkalimicrobium. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Legionella gresilensis 
ella gresilensis 
ionella. 

Erythrobacter citreus 
citreus Bacteria; 
obacter. 


ref |NR_028728.1 


Roseovarius 


927903 929320 Roseovarius nubinhibens 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 


342952 Bacteria_16S 930682 930703 1 22 gi|265678425|ref|NR_028727.1| Ruegeria pomeroyi 
strain DSS-3 16S ribosomal RNA, partial sequence 929371 930833 Ruegeria pomeroyi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 

342952 Bacteria_16S 935433 935454 1 22 gi|265678422|ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
342952 Bacteria_16S 938456 938477 1 22 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

342952 Bacteria_16S 943094 943115 1 22 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

342952 Bacteria_16S 944657 944678 1 22 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

342952 Bacteria_16S 946220 946241 1 22 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

342952 Bacteria_16S 947784 947805 1 22 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

342952 Bacteria_16S 949346 949367 1 22 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

342952 Bacteria_16S 950911 950932 1 22 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

342952 Bacteria_16S 952470 952491 1 22 gi| 265678411 |ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

342952 Bacteria_16S 954021 954042 1 22 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

342952 Bacteria_16S 955581 955602 1 22 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

342952 Bacteria_16S 961704 961725 1 22 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

342952 Bacteria_16S 966331 966352 1 22 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 


subsp. vallismort 
subsp. vallismort 


Salinivibrio. 


342952 Bacteria_16S 
socranskii 


subsp. 
socranskii subsp. 


342952 Bacteria_16S 
strain CDC 2970-5 
Proteob 
342952 Bacteria_16S 
strain 167 16S ri 
G 
342952 Bacteria_16S 
strain I-75 16S r 
G 
342952 Bacteria_16S 


Bacteria; 


Proteobacteria; 


Proteobacteria; 
strain DO 14784 1 
Proteobacteria; 
Bacteria; 


chilensis strain 
Bacteria; 


strain JB-A2 16S 
Proteobacteria; 


342952 Bacteria_16S 


strain S5b2 16S r 


G 
342952 Bacteria_16S 
kuenenii strain J 
Proteob 
342952 Bacteria_16S 


Proteob 
342952 Bacteria_16S 


G 


is Bacteria; Proteobacteria; 


984585 984606 1 22 


gi 
socranskii Bacteria; Spirochaetes; 
987722 987743 1 22 gi 
9 16S ribosomal RNA, partial sequence 


989302 989323 1 22 gi 
bosomal RNA, partial sequence 98 
ammaproteobacteria; Enterobacteriales; 
990882 990903 1 22 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
992453 992474 1 22 gi 
6S ribosomal RNA, partial sequence 99 
ammaproteobacteria; Enterobacteriales; 
998664 998685 1 22 gi 


1000176 1000197 1 22 


gi 


1001696 10017171 22 
ribosomal RNA, partial sequence 


gi 


1003221 1003242 1 22 
ibosomal RNA, partial sequence 


gi 


is strain DV 16S ribosomal RNA, partia 
Gammaprot 


strain D56BRIII6 16S ribosomal RNA, p 
Sp 


acteria; Gammaproteobacteria; Enteroba 


B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


265678388 


irochaetal 
265678386 

98633 
cteriales; 
265678385 
7916 98944 
Enterobac 
265678384 


989496 99101 


Enterobac 
265678383 
1068 99256 
Enterobac 
265678379 
ce 99729 
hales; Pis 
265678378 
ce 99880 
hales; Pis 
265678377 


1000320 10017 
ammaproteobacteria; Thiotrichales; Pis 


ciricketts 


1 sequence 
eobacteria 


artial seq 


964933 96648 
Vibrionales; 


0 


ref 
uenc 


NR_028690.1 
e 983192 
es; Spirochaetac 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


iaceae; Thiomicr 


265678376 


Vv 


Salinivibrio costicola 
ibrionaceae; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Thiomicrospira frisia 


, 


, 


83 Thiomicrospira frisia Bacteria; 


ospira. 


ref |NR_028678.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 


Azovibrio restrictus 


1001834 1003301 Azovibrio restrictus Bacteria; 


342952 Bacteria_16S 
strain ATCC 33433 
Proteobacteria; G 
342952 Bacteria_16S 
peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 
342952 Bacteria_16S 
strain OK-1 16S r 
Proteobacteria; G 
342952 Bacteria_16S 


10 


10 
teria; 


10 


10 


Proteobacteria; 


ibosomal 
ammaprot 


04692 1004713 1 22 


06211 1006232 1 22 


10704 1010725 1 22 
RNA, partial sequence 


12252 1012273 1 22 


eobacteria; Alteromonadales; 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


ain F12-50-Al 16S ribosomal RNA, parti 
Gammaproteobact 


gi 


1009316 10108 
s 


gi 


265678375 
10033 


265678374 


265678371 


hewanellac 
265678370 


Enterobac 


al sequenc 
eria; Alte 


ref|NR_028677.1 
52 1004810 Kluyv 
teriaceae; Kluy 
ref |NR_028676.1 
e 1004861 10063 
romonadales; Ps 
ref |NR_028673.1 
Shewanella 
NR_028672.1 


eae; 
ref 


e 
Vv 


0 
e 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

342952 Bacteria_16S 1013748 1013769 1 22 gi|265678369|ref|NR_028671.1| Moraxella caviae 
strain GP1ll1 16S ribosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

342952 Bacteria_16S 1015244 1015265 1 22 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

342952 Bacteria_16S 1016740 1016761 1 22 gi|265678367|ref|NR_028669.1| Moraxella catarrhalis 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
342952 Bacteria_16S 1018237 1018258 1 22 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 


Gammaproteobacter 


342952 Bacteria_ 


strain SH22623 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


342952 Bacteria_ 


thermophila strai 
Proteob 


Bacteria; 
342952 Bacteria_ 


satsumensis strai 
satsumensis Bacte 


342952 Bacteria_ 


strain 7-2 16S ri 
B 
342952 Bacteria_16S 
strain 7-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
342952 Bacteria_16S 
insulare strain K 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
342952 Bacteria_16S 
primoryensis stra 
primoryensis Bact 
342952 Bacteria_16S 


Proteobacteria; 


strain KMM 1406 1 
Proteobacteria; 


Bacteria; 


Bacteria; 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 


strain 21F-2 16S 


strain Y 16S ribo 
Alphaproteobacter 


342952 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


342952 Bacteria_16S 


G 
342952 Bacteria_16S 
yabuuchiae strain 
Proteob 
342952 Bacteria_16S 
tardaugens strain 
Proteob 
342952 Bacteria_16S 


ia; 
16S 


Pseudomonadales; Moraxellaceae; 
1025952 1025973 1 22 
S ribosomal RNA, partial sequence 


Mo 
gi 


16S 1030484 1030505 1 22 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
16S 1033570 1033591 1 22 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
16S 1036621 1036642 1 22 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1038161 1038182 1 22 gi 


1051993 1052014 1 22 


gi 


1065623 1065644 1 22 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1067077 1067098 1 22 gi 


ammaproteobacteria; Chromatiales; Chro 
1068534 1068555 1 22 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1074443 1074464 1 22 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078837 1078858 1 22 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1080349 1080370 1 22 gi 
ribosomal RNA, partial sequence 


1084814 1084835 1 22 


gi 
ia; Sphingomonadales; Sphingomonadacea 

1089487 1089508 1 22 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


1024681 10260 


1035238 10367 


1036784 10382 


6S ribosomal RNA, partial sequence 1065751 10671 


Sphingomonadales; 


Sphingomonadales; 


1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
342952 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


raxella. 
265678361 


biaceae; 

265678358 
nce 10291 
hales; Pis 
265678356 
sequence 
obacillace 
265678354 


alobactera 
265678353 


mamonadace 
265678343 

10506 
irillales; 
265678334 
sequence 
ria; Ocean 
265678333 


matiaceae; 
265678332 
ence 10672 


265678328 
ence 10731 


265678324 
10775 

Sphingomon 

265678323 


Acetobacte 
265678320 


e; Sphingo 
265678317 
ence 10881 
nadales; P 


1094074 1094095 1 22 gi 


R 


ref|NR_028663.1| Rhizobium yanglingense 
37 Rhizobium yanglingense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_028660.1| Thiomicrospira 
05 1030582 Thiomicrospira thermophila 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028658.1| Lactobacillus 

1032165 1033720 Lactobacillus 
ae; Lactobacillus. 
ref|NR_028656.1| Herbaspirillum putei 
33 Herbaspirillum putei Bacteria; 
ceae; Herbaspirillum. 
ref|NR_028655.1| Curvibacter gracilis 
67 Curvibacter gracilis Bacteria; 
ae; Curvibacter 
ref|NR_028645.1| Marinospirillum 
31 1052062 Marinospirillum insulare 
Marinospirillum. 
ref |NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingomonas. 
ref|NR_028625.1| Acetobacter orientalis 
18 Acetobacter orientalis Bacteria; 
raceae; Acetobacter. 
ref|NR_028622.1| Sphingobium amiense 
gobium amiense Bacteria; Proteobacteria; 
bium. 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; Pseudomonas. 


v 


Marinomonas 

0 Marinomonas 
rinomonas. 
Rheinheimera pacifica 
pacifica Bacteria; 


Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 


Pseudomonas 
monas psychrophila 


265678314 


indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


ref|NR_028616.1| Acetobacter 
1092739 1094192 Acetobacter 


342952 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


342952 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; 


Bacteria; 
dehalogenans 2CP- 


2CP-1 Bacteria; P 
Anaeromyxobacter. 


342952 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


342952 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


342952 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; 


strain MBIC3157 1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; P 
342952 Bacteria_16S 1172716 1172737 1 22 gi| 228719312 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 11713 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Syn 
Dethiosulfovibrio. 

342952 Bacteria_16S 1175772 1175793 1 22 gi|228718578 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 11758 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

342952 Bacteria_16S 1177277 1177298 1 22 gi| 228718376 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 11773 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 

342952 Bacteria_16S 1180281 1180302 1 22 gi| 228717704 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitro 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomona 
342952 Bacteria_16S 1184798 1184819 1 22 gi| 228717037 
colihominis DSM 17241 16S ribosomal RNA, partial sequence 11834 
17241 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococc 
342952 Bacteria_16S 1186266 1186287 1 22 gi|228716090 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
342952 Bacteria_16S 1187777 1187798 1 22 gi|228716058 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
342952 Bacteria_16S 1189288 1189309 1 22 gi|228716012 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


342952 Bacteria_16S 


ATCC 43970 
Bacteria; 


16S ri 
Proteob 


342952 Bacteria_16S 


13501 16S ribosom 
Proteobacteria; B 


342952 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


1095515 1095536 1 


1096960 1096981 1 


1112159 1112180 1 


1119691 11197121 


1121254 1121275 1 
roteobacteria; 


1136309 1136330 1 
bosomal 


1145487 1145508 1 


cteria; Proteobacteria; 


1146966 1146987 1 


etaproteobacteria; 
1153004 1153025 1 


1154421 1154442 1 


1190799 1190820 1 
bosomal 
acteria; 
1193831 1193852 1 

al RNA, complete sequence 
etaproteobacteria; 
1198493 1198514 1 


Bacteria; Actinob 
Collinsella. 


1206105 1206126 97 


acteria; Coriobacteridae; 


22 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 
342952 Bacteria_16S 
n NBRC 13752 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


22 


22 


6S ribosomal RNA, partial sequence 1110771 11122 
Gammaproteobacteria; Alteromonadales; Moritellaceae; 
342952 Bacteria_16S 
ATCC 35469 16S ribosomal 
Proteobacteria; 
342952 Bacteria_16S 


22 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


22 


1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales 


22 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
342952 Bacteria_16S 


22 


rain CM3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


22 


ibosomal RNA, partial sequence 
Burkholderiales; 


22 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
342952 Bacteria_16S 


22 


6S ribosomal RNA, partial sequence 1153118 11545 


22 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


22 


1192457 1193978 
Burkholderiales; Alcaligenace 


22 


310 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderia 
342952 Bacteria_16S 
DSM 13279 16S ribosomal RNA, partial sequence 


118 


Coriobacteriales; 


265678313 
10942 


gi 


gi|265678312 


Rhodos 


gi| 265678301 


gi| 228716249 
1118333 11198 


228716127 
11198 


gi 


gi| 253680766 
1134932 11363 


gi| 253680760 


Pse 


gi| 253680759 
1145612 11470 
Oxalobactera 
gi| 253680755 
1151622 11530 
Psychromona 
gi| 253680754 


gi 


228715504 
11971 


gi 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028614.1 

1095628 109707 
pirillales; Acet 
ref |NR_028602.1 
Moritella. 
ref|NR_027549.1 
Enterobacteriac 
ref|NR_027547.1 
56 1121404 Anaero 
; Cystobacterine 


ref|NR_028014.1 


ref|NR_028008.1 

1144133 114556 
udomonadales; Ps 
ref|NR_028007.1 
ceae; Collimonas 
ref |NR_028003.1 
67 Psychromonas 
daceae; 
ref|NR_028002.1 


hotobacterium. 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_027574.1 


ref |NR_027573.1 
Clostridium. 
ref|NR_027566.1 
somonas eutropha 
daceae; Nitrosom 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027546.1 


Enterobacteriac 
ref|NR_027545.1 


Enterobacteriac 
ref|NR_027544.1 


ref|NR_027543.1 


ref|NR_027537.1 
tella hinzii LMG 
ae; Bordetella. 
ref|NR_027534.1 
31 1198567 Ramlib 
les; 


gi] 228715355 


Comamonadaceae; 


Acetobacter peroxydans 
acter peroxydans 
; Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 

Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
Vibrio. 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Psychromonas kaikoae 


kaikoae Bacteria; 
Psychromonas. 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Nitrosomonas eutropha 
C91 Bacteria; 

onas. 

Anaerotruncus 

truncus colihominis DSM 
ncus. 

Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 
Enterobacteriaceae; 


Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 
Enterobacteriaceae; 


Yersinia. 
Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 
acter tataouinensis 
Ramlibacter. 


ref |NR_027527.1 


Collinsella stercoris 


1204671 1206128 Collinsella stercoris DSM 13279 


Cori 


obacterineae; Co 


riobacteriaceae; 


342952 Bacteria_16S 
DSM 14365 16S ribosomal R 
Proteobacteria; 
342952 Bacteria_16S 
hydrothermalis strain Slt 
hydrothermalis Bacteria; 


Bacteria; 


Halomonas. 


342952 Bacteria_16S 
strain Althfl 16S ribosomal RNA, 
Gammaprot 
342952 Bacteria_16S 


Proteobacteria; 


strain Eplumel 16 


strain Esulfidel 


Proteobacteria; G 
342952 Bacteria_16S 


strain AM1114 16S 
Firmicutes; 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


342952 Bacteria_16S 


strain R-4079 16S 


Proteobacteria; G 
342952 Bacteria_16S 


strain R-4069 16S 


Proteobacteria; G 
342952 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


342952 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


342952 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


342952 Bacteria_16S 


temperatum strain 
temperatum Bacter 


342952 Bacteria_16S 


subsp. paredis st 
socranskii subsp. 


342952 Bacteria_16S 


subsp. buccale st 
socranskii subsp. 


342952 Bacteria_16S 


strain A431 16S r 
Proteobacteria; G 


342952 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


342952 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


342952 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


342952 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


342952 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


342952 Bacteria_16S 


strain LMG 20598 
Proteobacteria; B 


342952 Bacteria_16S 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 


Clostridia; 
342952 Bacteria_16S 


Bacteria; 


ria; 


ria; 


1210588 1210609 1 
NA, partial sequence 
Deltaproteobacteria; Myxococcales; 
1212084 12121051 
hf£2 16S 
Proteobacteria; 


1213561 1213582 1 


1215054 1215075 1 
S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
342952 Bacteria_16S 1216534 1216555 1 
16S ribosomal RNA, partial sequence 1215201 12166 
ammaproteobacteria; Oceanospirillales; 
1224032 1224053 1 
ribosomal RNA, partial sequence 
Clostridiales; 
1227158 1227179 103 
MX5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


1228591 1228612 1 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
1230127 1230148 1 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
1233160 12331811 
train Rl 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; 
1239253 12392741 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 
1240769 1240790 1 
n DSM7048 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 
1243757 1243778 1 
SDW 018 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteria; 
1252657 1252678 1 
rain ATCC 35535 16S ribosomal RNA, partial seque 
paredis Bacteria; 
1254184 1254205 1 
rain ATCC 35534 16S ribosomal RNA, partial sequence 
buccale Bacteria; 
1258750 12587711 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
1264727 1264748 1 
ATCC 700332 16S ribosomal RNA, partial sequence 
Spirochaetales; 
1267804 1267825 1 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Oxalobactera 
1270919 1270940 1 
n Tokyo 01 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 
1276719 1276740 1 
LVv4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanospirillales; 
1278210 12782311 
n JC2041 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
1284155 1284176 1 
16S ribosomal RNA, partial sequence 1282800 12842 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholde 
1293275 1293296 1 


22 


22 


22 
partial sequence 


eobacteria; Oceanospirillales; 


22 


22 


22 


124 


22 


22 


22 


22 


22 


22 


22 


Spirochaetes; 
22 


Spirochaetes; 
22 
22 
Spirochaetes; 


22 


22 


22 


22 


22 


22 


ribosomal RNA, partial 
Gammaproteobacteria; 


Clostridiaceae; 


Spirochaetales; 


Spirochaetales; 


gi] 228715350 
1209193 12106 
Nann 
224581438 
sequence 
Oce 


gi 


gi|224581437 
1212209 12136 
Halomonad 
gi|224581436 
1213697 12151 
Halomonad 
224581404 


gi 


Halomonad 
gi|219878346 
1222664 12241 
Caminicell 
219878300 
12257 
Micr 


gi 


gi|219878281 
1227244 12287 


gi|219878280 
1228770 12302 
gi|219878271 
Rh 
219878163 
sequence 

Rhizo 
219878162 


gi 


gi 


Rhizob 
gi|219878114 
Rhizobi 


gi|219857241 


gi|219857240 


gi| 219856813 
1257400 12588 
Vv 


gi|219846655 


gi] 219846423 
1266430 12679 


219846400 
sequence 


gi 


219846179 
12753 


gi 


gi| 219846127 


gi| 219846066 


ref 


ref 


ref 


ref 


aceae; 
ref 


aceae; 
ref 


izobiales; 
ref |NR_025302.1 
biales; 
ref 


iales; 
ref 


ales; 

ref 
nce 
Spirochaetacea 


ref|NR_024868.1 


ref 


Spirochaetaceae; 
NR_026014.1 
23 Massilia timonae Bacteria; 
ceae; 
ref 


ref 


Desulfobacterales; 


ref 


ref 


Alteromonadales; 
ref 


gi|228716433 


ref 


1210750 12121 


Pro 


1231844 12332 
1237929 12393 
1239445 12409 
1242462 12438 
Phyllobac 


12512 


12528 


Spirochaetaceae 
NR_024632.1 
27 Vibrio halioticoli Bacteria; 
ibrio 
ref 


1263357 12648 
Trepon 


Massilia. 


1269526 12709 
De 


1276861 12782 


NR_027522.1 
99 Haliangium ochraceum DSM 14365 
ocystineae; 
NR_027220.1 


Hali 


NR_025439.1 
22 1227193 Isopte 
ococcineae; 


NR_025420.1 
19 Cellvibrio fibrivorans Bacteria; 
Cellvibri 
NR_025419.1 
55 Cellvibrio gandavensis Bacteria; 
Cellvibri 
NR_025410.1 


Barto 
Phylloba 
NR_025301.1 
Phyllobac 


NR_025253.1 


NR_024869.1 


NR_026247.1 


NR_025991.1 


NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
NR_025717.1 


Colwe 
NR_025656.1 
83 Burkholderia 


NR_027551.1 
1291904 1293412 Marinobacter 


5 


8 


9 


1 


6 
t 


8 
e 


1 


3 
e 


6 
s 


6 


r 


Haliangium ochraceum 


angiaceae; Haliangium. 
Halomonas 
8 Halomonas 


anospirillales; Halomonadaceae; 
ref|NR_027219.1| Halomonas axialensis 
46 Halomonas axialensis Bacteria; 
aceae; Halomonas. 

ref|NR_027218.1| Halomonas neptunia 

50 Halomonas neptunia Bacteria; 

aceae; Halomonas. 

ref|NR_027185.1| Halomonas sulfidaeris 
30 Halomonas sulfidaeris Bacteria; 
aceae; Halomonas. 

ref|NR_025485.1| Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Isoptericola 
ricola variabilis 


micromonosporaceae Hi 


Cellvibrio fibrivorans 


oO. 
Cellvibrio gandavensis 


O°. 
Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 
Treponema socranskii 

9 1252767 Treponema 

7 Treponema. 
Treponema socranskii 

8 1254294 Treponema 

; Treponema. 
Vibrio halioticoli 


Treponema 
5 Treponema 
ma. 
Massilia timonae 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Thalassomonas 

8 Thalassomonas 

lliaceae; Thalassomonas. 
Burkholderia hospita 


hospita Bacteria; 


ia. 


Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


342952 Bacteria_16S 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


342952 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


342952 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


342952 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


342952 Bacteria_16S 


thermacidophilum 


1302309 13023301 22 


gi 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1305420 1305441 1 22 
ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1312912 1312933 1 22 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


gi 


1325328 1325349 1 22 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
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342952 Bacteria_16S 1381425 1381446 1 22 gi|228717274|ref|NR_027561.1| Methylocella 
silvestris strain BL2 16S ribosomal RNA, partial sequence 1380115 1381523 Methylocella silvestris BL2 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

342952 Bacteria_16S 1382947 1382968 1 22 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

342952 Bacteria_16S 1386000 1386021 1 22 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

342952 Bacteria_16S 1387505 1387526 1 22 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 
strain STM815 16S ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

342952 Bacteria_16S 1389020 1389041 1 22 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

342952 Bacteria_16S 1391846 1391867 1 22 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
342952 Bacteria_16S 1393366 1393387 1 22 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 
strain MP145 16S ribosomal RNA, partial sequence 1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 1397903 1397924 1 22 gi|228715764|ref|NR_027539.1| Methylobacterium 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

342952 Bacteria_16S 1400912 1400933 1 22 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

342952 Bacteria_16S 1403906 1403927 1 22 gi|219857444|ref|NR_025032.1| Pseudoalteromonas 
ulvae strain UL12 16S ribosomal RNA, partial sequence 1402605 1403959 Pseudoalteromonas ulvae 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

342952 Bacteria_16S 1405403 1405424 1 22 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

342952 Bacteria_16S 1406879 1406900 1 22 gi|219857143|ref|NR_024771.1| Acetobacter 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 1405568 1406981 Acetobacter 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

342952 Bacteria_16S 1408342 1408363 1 22 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

342952 Bacteria_16S 1409889 1409910 1 22 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 1409925 1409968 38 83 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

342952 Bacteria_16S 1412903 1412924 1 22 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 1413034 Algicola sagamiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 

342952 Bacteria_16S 1414404 1414425 1 22 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

342952 Bacteria_16S 1415911 1415932 1 22 gi|224581448|ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

342952 Bacteria_16S 1423590 14236111 22 gi|224581443|ref|NR_027225.1| Psychrobacter 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

342952 Bacteria_16S 1425113 1425134 1 22 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

342952 Bacteria_16S 1429807 1429828 1 22 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 

342952 Bacteria_16S 1431338 1431359 1 22 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 


strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 


342952 Bacteria_16S 1439056 1439077 1 22 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
342952 Bacteria_16S 1443696 1443717 1 22 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 
342952 Bacteria_16S 1445187 1445208 1 22 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 
342952 Bacteria_16S 1446750 1446771 1 22 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
342952 Bacteria_16S 1448299 1448320 1 22 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 
342952 Bacteria_16S 1455798 1455819 1 22 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
342952 Bacteria_16S 1460130 1460151 1 22 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 
342952 Bacteria_16S 1463236 1463257 1 22 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
342952 Bacteria_16S 1466293 1466314 1 22 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
342952 Bacteria_16S 1467789 1467810 1 22 gi|224581408|ref|NR_027189.1| Treponema putidum 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 1467891 Treponema putidum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
342952 Bacteria_16S 1469303 1469324 1 22 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
342952 Bacteria_16S 1470846 1470867 1 22 gi| 224581406 |ref|NR_027187.1| Psychrobacter 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 
342952 Bacteria_16S 1473767 1473788 1 22 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 
342952 Bacteria_16S 1481513 1481534 1 22 gi|219878371|ref|NR_025510.1]| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 
342952 Bacteria_16S 1484522 1484543 1 22 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 
342952 Bacteria_16S 1487544 1487565 1 22 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
342952 Bacteria_16S 1496585 1496606 1 22 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 1495267 1496682 Tolumonas auensis DSM 9187 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tolumonas. 
342952 Bacteria_16S 1498114 1498135 1 22 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
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342952 Bacteria_16S 1526659 1526680 1 22 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 1534271 1534292 1 22 gi|219857425|ref|NR_025013.1| Burkholderia 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

342952 Bacteria_16S 1546516 1546537 1 22 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

342952 Bacteria_16S 1548031 1548052 1 22 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
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decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 160881 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Sh 
Shewanella. 

342952 Bacteria_16S 1611598 16116191 22 gi| 219878469 |ref|NR_025608.1 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 161174 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Roseisalinus. 

342952 Bacteria_16S 1616109 1616130 1 22 gi|219878466|ref|NR_025605.1 
strain CM243 16S ribosomal RNA, partial sequence 1614821 16162 

Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodshole 
342952 Bacteria_16S 1617736 1617757 103 124 gi|219878465|ref|NR_025604.1 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 161776 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cycloba 
Algoriphagus. 

342952 Bacteria_16S 1619259 1619280 103 124 gi|219878464|ref|NR_025603.1 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphag 
342952 Bacteria_16S 1620782 1620803 103 124 gi| 219878463 |ref|NR_025602.1 


etaproteobacteria; Burkholderiales; Aq 
342952 Bacteria_16S 
strain B6 16S rib 
Betaproteobacteria; Burkholderiales; Aq 
342952 Bacteria_16S 
citratiphilum str 
Proteob 


342952 Bacteria_16S 


ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae; 


rain AS20/1/1 16S ribosomal RNA, parti 


ammaproteobacteria; Pseudomonadales; P 
342952 Bacteria_16S 
americanum strain 
americanum Bacter 


1548180 15495 
bacteriu 


ua 
219857244 


1549646 15510 
bacteriu 


ua 
219857243 
en 
riales; 
219857220 


E 
219846103 
ti 


v 


219878156 
al 
te 
219846381 


1578118 15795 
udomonad 


se 
219878491 

sequence 

a; 


219878490 
al 
ria; 
219878490 
al 
ria; 
219878475 
quence 

ti 


219878474 


16S ribosomal RNA, partial sequence 1604315 16058 


aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 


ce 15511 
Aq 


15525 
nterobac 


al seque 


Actinomy 


sequenc 
ria; Aer 


Rhizobi 


sequenc 
Rhodo 
sequenc 


Rhodo 


nomyceta 


m. 
ref 


m. 
ref 


uaba 
ref 


teri 
ref 
nce 

ceta 


ref 


omon 
ref 


acea 
ref 


ales 
ref 


vari 
ref 


vari 
ref 


les; 


ref 


95 Aquabacterium 


61 Aquabacterium 


12 1552529 Aquab 


80 1554073 Provi 


e 1570477 15719 


1579624 15810 


e 1581111 15825 


e 1581111 15825 


1602772 16042 


05 Arthrobacter 


NR_024874.1 


NR_024871.1 
a 
cterium. 
NR_024848.1 
d 
aceae; Provi 
NR_025693.1 

156296 
les; Pseudon 
NR_025295.1 
8 
adales; Aero 
NR_025972.1 


e; Pseudomon 
NR_025251.1 
6 
e 


; Rhizobiac 


NR_025629.1 
6 
us. 
NR_025629.1 
6 
us. 
NR_025614.1 
6 
Micrococcin 


NR_025613.1 


commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Rhodovarius 
8 Rhodovarius 


Rhodovarius 
8 Rhodovarius 


Brevibacterium 
4 Brevibacterium 


eae; Brevibacteriaceae; 


Arthrobacter mysorens 


mysorens Bacteria; 
e: 


Arthrobacter. 
Shewanella 

2 Shewanella 
ewanellaceae; 


’ 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Algoriphagus 
4 Algoriphagus 
cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 


Algoriphagus 


1619338 1620810 Algoriphagus 


aquimarinus Bacteria; Bacteroidetes; 


Algoriphagus. 

342952 Bacteria_16S 
winogradskyi stra 
winogradskyi Bacteria; 
Algoriphagus. 
342952 Bacteria_16S 
stercoricanis str 
stercoricanis Bac 
342952 Bacteria_16S 


Bacteria; Bactero 
342952 Bacteria_16S 


strain T4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


342952 Bacteria_16S 
litoralis strain 
litoralis Bacteri 
342952 Bacteria_16S 
proteolytica stra 
proteolytica Bacteria; 
Pseudomonas. 
342952 Bacteria_16S 
strain CMS 38 16S 
Proteobacteria; 
342952 Bacteria_16S 
strain CMS 35 16S 
Proteobacteria; 
342952 Bacteria_16S 
strain IBS S6874 
Proteobacteria; 

342952 Bacteria_16S 
strain R-13291 16 
Proteobacteria; 
342952 Bacteria_16S 
strain R-10289 16 
Proteobacteria; 
342952 Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacter 
342952 Bacteria_16S 
strain 75-80 16S 
Proteobacteria; 

342952 Bacteria_16S 
strain Albert 199 
Proteobacteria; 
342952 Bacteria_16S 


balhimycina strain DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


balhimycina Bacte 


1622305 1622326 103 
in LMG 21969 16S ribosomal RNA, partia 


Bacteroidetes; 


1623732 1623753 1 


ain 5BAC4 16S ribosomal RNA, partial s 
teria; 


Proteobacteria; 


1628340 1628361 103 
frigoris strain R-9014 16S ribosomal RNA, partial sequenc 
idetes; 


Flavobacteria; 
1629739 1629760 1 


1634345 1634366 1 


DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 


1641888 1641909 1 


in CMS 64 16S ribosomal RNA, partial s 


Proteobacteria; 


1643450 1643471 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


1645011 1645032 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


1646557 1646578 1 


16S ribosomal RNA, partial sequence 1645204 16466 
Gammaproteobacteria; Aeromonadales; Aeromonadacea 


1654096 16541171 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


1655643 1655664 1 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


1658701 1658722 1 


somal RNA, partial sequence 1657325 1658829 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


1660255 1660276 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 


1667935 1667956 1 


82 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


1675472 1675517 1 


Pseudonocardiaceae; Amycolatopsis. 


342952 Bacteria_16S 
strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 
342952 Bacteria_16S 
margaritifer stra 
margaritifer Bacteria; 
Tepidiphilus. 
342952 Bacteria_16S 
ostraviensis stra 
ostraviensis Bacteria; 
Cellvibrio. 
342952 Bacteria_16S 
strain CFBP 2341 
Proteobacteria; 
342952 Bacteria_16S 


strain TOl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
342952 Bacteria_16S 


1680009 1680054 1 


17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1687563 1687584 1 


in N2-214 16S ribosomal RNA, partial s 


Proteobacteria; 


1692207 1692228 1 


in LMG 19434 16S ribosomal RNA, partia 


Proteobacteria; 


1695330 1695351 1 


16S ribosomal RNA, partial sequence 1693968 169 
Gammaproteobacteria; Pseudomonadales; P 


1696874 1696895 1 


Gammaproteobacteria; Pseudomonadales; P 


1699972 1699993 1 


Sphingobacteria; 


Enterobac 

46 gi| 219878425 

sequence 

Actinomyc 

46 gi| 219878422 

16786 

ales; Pseu 

22 gi| 219878417 
equence 

Betaproteobacteria; Hydrog 

22 gi| 219878413 

1 sequence 

Gammaproteobacteria; Pseud 

22 gi|219878411 

54 

seudomonad 

22 gi| 219878410 

1695512 16970 

seudomonad 

22 gi| 219878408 


124 gi|219878462 


ref 


NR_025601.1 


Sphingobacteriales; Cyclobacteriaceae; 


Algoriphagus 


1 sequence 1620861 1622333 Algoriphagus 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
22 gi|219878461|ref|NR_025600.1| Sutterella 
equence 1622384 1623838 Sutterella 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella. 
124 gi|219878458|ref|NR_025597.1| Flavobacterium 


e 1626901 1628368 Flavobacterium frigoris 
Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
22 gi|219878457|ref|NR_025596.1| Methylocella tundrae 
1628419 1629834 Methylocella tundrae Bacteria; 


ri 
219878454 
equence 


22 gi 


1642082 16435 
22 gi| 219878447 
1643643 16451 
22 


gi|219878446 


22 gi| 219878439 


1652728 16542 
22 gi| 219878438 
1654275 16557 
anthomonad 


22 219878436 


gi 


22 gi| 219878435 
1658880 16603 
onaceae; G 

22 gi| 219878430 
16665 


nckiacea 


ref 


Aeromonadales; 
22 gi| 219878449 |ref|NR_025588.1 
equence 1640520 164203 
Gammaproteobacteria; Pseudomonadales; 
22 gi| 219878448 |ref|NR_025587.1 


ref 


ref 
e; 
ref 
ref 
acea 
ref 
o fo 


ref 


rimo 
ref 


teri 
ref 


etal 


ref 


dono 


ref 


enop. 


ref 


omon 


ref 


acea 
ref 


acea 
ref 


e; Methylocella. 


1632974 16344 


70 1668063 Esche 


1674127 16755 


61 1680145 Amyco 


1686206 16876 


1690867 16923 


NR_025593.1 
7 


Pseudomon 
NR_025586.1 


Pseudomon 
NR_025585.1 


NR_025578.1 


Thermomon 
NR_025577.1 


e; Thermomon 
NR_025575.1 
rtis Bacteri 


NR_025574.1 


ntia. 
NR_025569.1 
r 
aceae; Esche 
NR_025564.1 
7 
es; Pseudono 
NR_025561.1 
1 
cardineae; P 
NR_025556.1 
6 
hilales; Hyd 
NR_025552.1 
3 
adales; Pseu 
NR_025550.1 


e; Pseudomon 
NR_025549.1 


e; Pseudomon 


Oceanisphaera 
9 Oceanisphaera 


Aeromonadaceae; Oceanisphaera. 


Pseudomonas 
1 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
seudomonadaceae; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
seudomonadaceae; 


as. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 
Aeromonas. 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 
anthomonadaceae; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Amycolatopsis 

5 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Cellvibrio 
5 Cellvibrio 


domonadaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 


NR_025547.1 


Vibrio pomeroyi strain 


CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


342952 Bacteria_16S 
strain KMM 241 16 
G 
342952 Bacteria_16S 
echinoides strain 
echinoides Bacter 
342952 Bacteria_16S 
strain OSBAC1 16S 
G 
342952 Bacteria_16S 
strain AJ2502 16S 
Sp 
342952 Bacteria_16S 
strain A37 16S ri 
Sp 
342952 Bacteria_16S 
strain NF11 16S r 
G 
342952 Bacteria_16S 
strain NF23 16S r 
G 
342952 Bacteria_16S 
strain RB-8 16S r 
G 
342952 Bacteria_16S 
thomasii strain D 
thomasii Bacteria 
Anaerobiospirillum. 
342952 Bacteria_16S 
agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 
342952 Bacteria_16S 
strain KMM 1376 1 
G 
342952 Bacteria_16S 
strain 2825 16S r 
G 
342952 Bacteria_16S 
halodurans strain 
Proteob 
342952 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


Bacteroidetes; 


Bacteroidetes; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain LMG 20362 
Proteobacteria; 


strain 
Proteobacteria; 


Proteobacteria; 


strain LMG 20546 
Proteobacteria; 


strain LMG 20536 


Proteobacteria; 


Proteobacteria; 


Sporocytophaga. 


342952 Bacteria_16S 


G 
342952 Bacteria_16S 
LMG 2096 
G 
342952 Bacteria_16S 
R-3712 16S riboso: 
Gammaproteobacter 
342952 Bacteria_16S 
LMG 19999 16S rib 
G 
342952 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
342952 Bacteria_16S 


G 
342952 Bacteria_16S 


G 
342952 Bacteria_16S 
LMG 19981 16S rib 
G 
342952 Bacteria_16S 
myxococcoides str 
myxococcoides Bac 


1701519 1701540 1 22 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
1704589 17046101 22 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1709152 1709173 1 22 gi 
ribosomal RNA, partial sequence 


gi 


s 
a; 


ammaproteobacteria; Oceanospirillales; H 
1757955 1757976 1 22 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1766928 1766949 1 22 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1777406 1777427 1 22 gi 


sy 


en 
al 


ammaproteobacteria; Vibrionales; Vibri 
1784951 1784972 1 22 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1792514 1792535 1 22 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1793988 1794009 1 22 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1795543 1795564 1 22 gi 


on 


H 


on 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1797027 1797048 1 22 gi 


ammaproteobacteria; Vibrionales; Vibri 
1798582 1798603 1 22 gi 


on 


ammaproteobacteria; Vibrionales; Vibrion 
1815467 1815488 1 22 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1818638 1818659 103 124 gi 
ain DSM 11118 16S ribosomal RNA, parti 


teria; Bacteroidetes; Sphingobacteria; 


an 


al 
Ss 


219878407 
1700153 17016 
eromonad 
219878405 


219878402 
1707781 17092 


6S ribosomal RNA, partial sequence 1755010 17565 


219878367 
1756574 17580 


219878360 
219878352 
16S ribosomal RNA, partial sequence 1776030 17774 
219878347 
219878341 
1791138 1792572 Vibri 


219878340 
1792623 17941 


219878339 
1794167 1795601 Vibri 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


219878337 
16S ribosomal RNA, partial sequence 1797206 17986 


219878326 
1814099 18155 


219878324 


equence 
Rhizobi 


ammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
1716822 1716843 103 124 gi| 219878397 |ref|NR_025536.1 
ribosomal RNA, partial sequence 1715372 17168 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
1719898 1719919 103 124 gi| 219878395 |ref|NR_025534.1 
bosomal RNA, partial sequence 1718445 17199 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
1722872 1722893 1 22 gi| 219878393 |ref|NR_025532.1 
ibosomal RNA, partial sequence 1721510 1723000 Psychrobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
1724413 1724434 1 22 gi| 219878392 |ref|NR_025531.1 
ibosomal RNA, partial sequence 1723051 1724541 Psychrobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
1738025 1738046 1 22 gi| 219878383 |ref|NR_025522.1 
ibosomal RNA, partial sequence 1736673 17381 
ammaproteobacteria; Oceanospirillales; Oleispira. 
1742633 1742654 1 22 gi| 219878379 |ref|NR_025518.1 
SM 11806 16S ribosomal RNA, partial sequence 1741287 174278 
; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivib 
m 
1754824 1754845 1 22 gi|219878370|ref|NR_025509.1 
n KMM 255 16S ribosomal RNA, partial sequence 1753455 175495 
ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseu 
1756384 1756405 1 22 gi| 219878369 |ref|NR_025508.1 


alomonad 


chromona 
ce 17655 


es; Ecto 


aceae; V 


17835 
alomonad 


aceae; V 


aceae; V 


aceae; V 


thomonad 


sequenc 
phingoba 


1826259 1826280 1 22 


gi 


219878319 


ref|NR_025546.1 
aceae; Glaciecol 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025541.1 
61 Rheinheimera 


aceae; Halomonas 
ref|NR_025506.1 
69 Psychromonas 
daceae; 
ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025491.1 


ibrio. 
ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025480.1 
o chagasii Bacte 
ref|NR_025479.1 
ibri 
ref 
o xu 


oO. 
NR_025478.1 
ii Bacteria 


’ 


ref|NR_025477.1 


ibri 
ref 


oO. 
NR_025476.1 
ibri 
ref 


Oo. 
NR_025465.1 


aceae; Fulvimona 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


marincola strain KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Methylocystis 

7 Methylocystis 

taceae; Methylocystis. 

Rheinheimera baltica 


baltica Bacteria; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Psychrobacter luti 
luti Bacteria; 
rs 
Psychrobacter fozii 
fozii Bacteria; 
r. 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Psychromonas profunda 


profunda Bacteria; 
Psychromonas. 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Halomonas muralis 

nas muralis Bacteria; 
Vibrio chagasii strain 

ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 
Sporocytophaga 

7 Sporocytophaga 

bacteraceae; 


ref |NR_025458.1 
1824887 182631 


Psychrobacter 
4 Psychrobacter 


342952 Bacteria_ 


submarinus strain 
submarinus Bacter 


342952 Bacteria_ 


alexandrii strain 
alexandrii Bacter 


342952 Bacteria_ 


limicola strain G 
limicola Bacteria 


342952 Bacteria_ 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


342952 Bacteria_ 


strain vc 5 16S r 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


342952 Bacteria_ 


livingstonensis s 
livingstonensis B 


Shewanella. 
342952 Bacteria_ 


haemolytica strai 
haemolytica Bacte 


Thermomonas. 
342952 Bacteria_ 


stellipolaris str 
stellipolaris Bac 


Alteromonas. 
342952 Bacteria_ 
strain ME102 16S 
Proteobacteria; 
342952 Bacteria_ 


israelensis strai 
Proteob 


Bacteria; 
342952 Bacteria_ 


canadensis strain 
canadensis Bacter 


Chromohalobacter. 
342952 Bacteria_ 


asaccharovorans s 
asaccharovorans B 


Chelatococcus. 
342952 Bacteria_ 
strain LMG 21857 
Proteobacteria; 
342952 Bacteria_ 


strain LUH4616 16 


Proteobacteria; 
342952 Bacteria_ 


strain HK85 16S r 
G 


Proteobacteria; 
342952 Bacteria_ 


thiooxidans strai 
thiooxidans Bacte 
342952 Bacteria_16S 
schindleri strain 
schindleri Bacter 
342952 Bacteria_16S 


strain DSM 11334 
Proteobacteria; 


strain LMG 1945, 
Proteobacteria; 


Bacteria; 


joostei Bacteria; 


342952 Bacteria_16S 


G 


G 


G 


B 
342952 Bacteria_16S 


B 
342952 Bacteria_16S 
strain LUH 3792Ty 
Proteob 
342952 Bacteria_16S 
joostei strain LM 


16S 1827737 1827758 1 22 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
16S 1829129 1829150 1 22 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
16S 1830699 1830720 1 22 gi 
olChil 16S ribosomal RNA, complete seq 
; Proteobacteria; Betaproteobacteria; 
16S 1836752 1836773 1 22 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


219878318 
quence 

a; Pseud 
219878317 
quence 

a; Rhodo 
219878316 
uence 

Rhodocyc 
219878311 
e 
ri 


a; 


16S 1846036 1846057 1 22 
ibosomal RNA, partial sequence 


gi| 219878305 
1844748 18461 
yp 
219878304 
sequence 

ct 


16S 1847584 1847605 1 22 gi 
train NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


219878302 
equence 
ia 


16S 1850667 1850688 1 22 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


’ 


16S 1861105 1861126 1 22 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


219878294 
al sequenc 
er 


16S 1862646 1862667 1 22 gi| 219878293 
ribosomal RNA, partial sequence 1861284 18627 
ammaproteobacteria; Oceanospirillales; 0 
16S 1864153 1864174 1 22 gi| 219878292 
n Bal 16S ribosomal RNA, partial sequence 18627 
acteria; Gammaproteobacteria; Oceanospirillales; 
16S 1865735 1865756 1 22 gi| 219878291 
ATCC 43984 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; Oceanos 


16S 1868803 1868824 1 22 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


219878289 
equence 
cteria; 


16S 1870265 1870286 1 22 gi| 219878288 
16S ribosomal RNA, partial sequence 1868909 18703 


ammaproteobacteria; Pasteurellales; Pa 
16S 1879412 1879433 1 22 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1888823 1888844 1 22 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteria; Pseudom 
1898082 1898103 1 22 gi| 219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
etaproteobacteria; Burkholderiales; Alcaligenace 
1899625 1899646 1 22 gi| 219878264 
R8846 16S ribosomal RNA, partial sequence 18982 
etaproteobacteria; Burkholderiales; Alcaligenace 
1914196 19142171 22 gi| 219878253 
pe 16S ribosomal RNA, partial sequence 19128 
acteria; Gammaproteobacteria; Pseudomonadales; M 
1920525 1920546 103 124 gi| 219878248 
G 18212 16S ribosomal RNA, partial sequence 

Bacteroidetes; Flavobacteria; Flavobacteriales; 


steurellac 
219878282 
uence 
a; Burkhol 
219878273 
quence 


omonad 


ba 


la 


sequence 
Rhodo 


homonada 


eria; Al 


Xantho: 


ia; Alte 


leiphila 


Rhi 


ammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecol 
16S 1873376 1873397 1 22 gi| 219878286 |ref|NR_025425.1 
S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
16S 1876355 1876376 1 22 gi|219878284|ref|NR_025423.1 
ibosomal RNA, partial sequence 1874987 18764 


ref|NR_025457.1 
1826365 182779 
ales; Morax 
ref|NR_025456.1 
1827843 182926 
cterales; Hypho 
ref|NR_025455.1 
1829317 183084 
les; Rhodocycla 
ref|NR_025450.1 
1835368 183689 
cyclales; Rhodo 


ref |NR_025444.1 


ceae; Maricauli 
ref |NR_025443.1 

1846218 184771 
teromonadales; S 


ref|NR_025441.1 
1849299 185079 
monadales; Xant 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref |NR_025432.1 


ceae; 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
NR_025430.1 
1864353 186588 
pirillales; Halo 


NR_025428.1 
5 
iales; Beije 


ref |NR_025427.1 


eae; Haemophilu 
ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025412.1 

1887472 188893 
onadales; Moraxe 
ref |NR_025404.1 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025387.1 
1919085 192055 
Flavobacteriace 


1922033 1922054 103 124 gi| 219878247 


scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Chryseobacterium. 


e 


monadaceae; 


c 


Cc 


h 


Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Sterolibacterium 

8 Sterolibacterium 

yclaceae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Ss. 


Shewanella 
2 Shewanella 
hewanellaceae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Alteromonas 
3 Alteromonas 


eromonadaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 
Oleiphilus. 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 
monadaceae; 


Chelatococcus 
8 Chelatococcus 


rinckiaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 

Acinetobacter parvus 
parvus Bacteria; 

Tis 

Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
Ss. 


Limnobacter 

7 Limnobacter 
lderiaceae; Limnobacter. 
Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 


ref|NR_025386.1 
1920604 192206 


Chryseobacterium 
1 Chryseobacterium 


342952 Bacteria_16S 
train LMG6866 16S ribosomal RNA, parti 
Proteobacteria; 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


342952 Bacteria_16S 


strain 2674 16S r 
Proteobacteria; G 


strain 2693 16S r 
Proteobacteria; G 


nitrativorans str 
nitrativorans Bac 


342952 Bacteria_16S 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


342952 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


strain EDIV 16S r 
Proteobacteria; A 


342952 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; G 


denitrificans str 
denitrificans Bac 
Thiobacillus. 


342952 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


342952 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; G 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


342952 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


342952 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


342952 Bacteria_16S 
n Cb fel8 16S ribosomal RNA, 
ria; 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


342952 Bacteria_16S 
6S ribosomal RNA, partial sequence 1987760 19892 
ammaproteobacteria; Enterobacteriales; 
342952 Bacteria_16S 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; 


strain DSM 5000 1 
Proteobacteria; G 


proteamaculans st 
proteamaculans Ba 
Serratia. 


1923455 1923476 1 
acteria; 


1929645 1929666 1 


1931181 1931202 1 


1937149 1937170 1 


teria; Proteobacteria; 


1940130 1940151 1 


1947873 1947894 1 


1956881 1956902 1 
lphaproteobacteria; 
1963041 1963062 1 
ibosomal RNA, complete 
1964605 1964626 1 
teria; Proteobacteria; 
1966122 1966143 1 


is Bacteria; 


1967614 1967635 1 


1971923 1971944 1 


1982828 1982849 1 


1984413 1984434 1 
ria; Proteobacteria; 


1985997 1986018 1 


1987578 1987599 1 
Proteobacteria; 
Cystobacter. 

1989115 1989136 1 
1990664 1990685 1 


Proteobacteria; 


342952 Bacteria_16S 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 19923 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
342952 Bacteria_16S 
strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 19938 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
342952 Bacteria_16S 


1992212 1992233 1 


1993755 1993776 1 


1995302 1995323 1 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
342952 Bacteria_16S 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
342952 Bacteria_16S 
ain 23310 16S ribosomal RNA, partial s 


6S ribosomal RNA, partial sequence 1946525 19480 
etaproteobacteria; Burkholderiales; Al 
342952 Bacteria_16S 
ibosomal RNA, partial sequence 


ammaproteobacteria; Pasteurellales; Pa 
342952 Bacteria_16S 
ain NCIMB 9548 16S ribosomal RNA, part 


is strain G 16S ribosomal RNA, partial 
Proteobacteria; 


bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
342952 Bacteria_16S 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
342952 Bacteria_16S 
n Sy t2 16S ribosomal RNA, partial seq 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


22 gi|219878246|ref|NR_025385.1| Ralstonia 
al sequence 1922112 1923560 Ralstonia 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
22 gi|219878242|ref|NR_025381.1| Moritella profunda 
1928261 1929762 Moritella profunda Bacteria; 
oritellaceae; Moritella. 
22 gi|219878241|ref|NR_025380.1| Moritella abyssi 
1929813 1931309 Moritella abyssi Bacteria; 
oritellaceae; Moritella. 
22 gi| 219878237 |ref|NR_025376.1| Comamonas 
equence 1935800 1937297 Comamonas 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
22 gi|219878235|ref|NR_025374.1| Methylobacterium 
sequence 1938810 1940249 Methylobacterium 
ria; Rhizobiales; Methylobacteriaceae; 
22 gi|219878230|ref|NR_025369.1| Bordetella petrii 


Enterobac 

22 gi| 219878202 

al sequenc 
Gammaproteobacteria; Ent 
22 gi| 219878201 


Enterobac 


22 219878200 


gi 


Enterobac 


20 Bordetella petrii Bacteria; 


caligenaceae; Bordetella. 
22 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
1955571 1957016 Sphingomonas pituitosa Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
22 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
steurellaceae; Pasteurella. 
22 gi|219878219|ref|NR_025358.1| Thiobacillus 
ial sequence 1963237 1964746 Thiobacillus 
Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
22 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
sequence 1964797 1966210 Alcaligenes faecalis 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
22 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
1966261 1967704 Thiocapsa litoralis Bacteria; 
matiaceae; Thiocapsa. 
22 gi|219878214|ref|NR_025353.1| Herbaspirillum 
uence 1970584 1972049 Herbaspirillum 
a; Burkholderiales; Oxalobacteraceae; 
22 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
1981436 1982973 Chondromyces robustus Bacteria; 
Sorangiineae; Polyangiaceae; Chondromyces. 
22 gi| 219878206 |ref|NR_025345.1| Chondromyces 
uence 1983024 1984558 Chondromyces 
Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
22 gi| 219878205 |ref|NR_025344.1| Chondromyces 
uence 1984609 1986142 Chondromyces 
a; Myxococcales; Sorangiineae; Polyangiaceae; 
22 gi|219878204|ref|NR_025343.1| Cystobacter 
complete sequence 1986193 1987709 Cystobacter 
Deltaproteobacteria; Myxococcales; Cystobacterineae; 
22 gi|219878203|ref|NR_025342.1| Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 
36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 
ref|NR_025339.1| Serratia fonticola 
76 Serratia fonticola Bacteria; 
teriaceae; Serratia. 


22 gi|219878199 


ref |NR_025338.1| Serratia entomophila 


strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serratia. 


342952 Bacteria_16S 
strain DSM 4594 1 
Proteobacteria; 
342952 Bacteria_16S 
strain DSM 30118 
Proteobacteria; 

342952 Bacteria_16S 
DSM 5563 16S ribo 
Gammaproteobacteria; 
342952 Bacteria_16S 
proteus strain 42 
Bacteria; 
342952 Bacteria_16S 
strain 81H-380. 1 
Proteobacteria; 
342952 Bacteria_16S 
strain Eb 13/82 1 
Proteobacteria; 
342952 Bacteria_16S 
strain $3/2-161 1 
Proteobacteria; 
342952 Bacteria_16S 
strain $1/1-984 1 
Proteobacteria; 
342952 Bacteria_16S 


6S ribosomal 


1996838 1996859 1 


1998383 1998404 1 


1999922 1999943 1 


2001456 2001477 1 


2002991 2003012 1 


2004524 2004545 1 


22 gi 


22 gi 


22 gi 


Enterobacteriac 


22 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enteroba 


22 gi 


22 gi 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacteria; 
Buttiauxella. 
342952 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
342952 Bacteria_16S 
strain DSM 2665 1 


342952 Bacteria_16S 
strain ATCC 15260 


342952 Bacteria_16S 
strain MCS 25 16S 


Proteobacteria; Alphaproteobacteria; 


342952 Bacteria_16S 
strain MCS 18 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


342952 Bacteria_16S 


6S ribosomal 
6S ribos 
Proteobacteria; Alphaproteobacteria; 


16S rib 
Proteobacteria; Alphaproteobacteria; 


washingtonensis strain MCS06 16S ribosomal RNA, partial 


washingtonensis Bacteria; Proteobacteria; Alphaproteobact 


Maricaulis. 
342952 Bacteria_16S 
strain DSM 176 16 
Proteobacteria; 
342952 Bacteria_16S 
carotovorum subsp. 


Enterobacteriales; 
342952 Bacteria_16S 


S ribosomal RNA, 


2025591 2025612 1 


2028589 2028610 1 


2042297 2042318 1 


22 gi 


22 gi 


odoriferum strain LMG 17566 16S ribo 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriaceae; 


broegbernensis strain B1616/1 16S ribosomal RNA, partia 


broegbernensis Bacteria; 


Pseudoxanthomonas. 
342952 Bacteria_16S 


Proteobacteria; 


2043857 2043878 1 


nitritireducens strain L2 16S ribosomal RNA, partial se 


nitritireducens Bacteria; 


Stenotrophomonas. 
342952 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; 
342952 Bacteria_16S 
strain NNO15860 1 
Bacteroidetes; Fl 
342952 Bacteria_16S 


Proteobacteria; 


2045432 2045453 1 


2063906 2063927 103 


2065430 2065451 103 


Flavobacteriales; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; X 


6S ribosomal RNA, partial sequence 1995493 19 
Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 1997016 19 
Gammaproteobacteria; Enterobacteriales; 


6S ribosomal RNA, partial sequence 2001636 20 
Gammaproteobacteria; Enterobacteriales; 


6S ribosomal RNA, partial sequence 2003168 20 


complete sequence 2024259 20 
Gammaproteobacteria; Chromatiales; Chro 


ma 


so 


6S ribosomal RNA, partial sequence 2062466 20 
avobacteria; 


E 


E 


eae; 


cterial 
219878194 


219878198 


20 


Enterobacteriaceae; 
219878193 


eria; 


219878179 


tiace 


219878177 


mal R 


nterobacteriaceae; 
219878197 


Pragi 
219878195 


ref |NR_025337.1 


969 
ref |NR_025336.1 
985 
ref|NR_025335.1 
a. 

ref |NR_025334.1 
000 
es; Enterobacteriac 
ref |NR_025333.1 
031 
ref |NR_025332.1 
046 


Rhodobacterales; H 
ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref |NR_025316.1 
partial sequenc 


257 
ae; 


NA, 


a fontium Bacteria; 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
Rahne 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
nterobacteriaceae; 
219878196 
somal RNA, partial sequence 1998561 2000045 Pragi 
Enterobacteriales; 


Proteus. 


Pragia fontium strain 
Proteobacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
Leminorella. 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 
2006068 2006089 1 22 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 
RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 
2007614 2007635 1 22 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
6S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 
2009158 2009179 1 22 gi|219878190|ref|NR_025329.1| Buttiauxella 
sequence 2007792 2009295 Buttiauxella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
2010717 2010738 1 22 gi| 219878189 |ref|NR_025328.1| Buttiauxella brennerae 
RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 
2015286 2015315 96 125 gi|219878186|ref|NR_025325.1| Hyphomonas polymorpha 
omal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
2016683 2016704 1 22 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
osomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Sphingomonadales; Sphingomonadaceae. 
2018155 2018176 1 22 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Rhodobacterales; Hyphomonadaceae; Maricaulis. 
2019627 2019648 1 22 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 
ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Hyphomonadaceae; Maricaulis. 
2021099 20211201 22 gi|219878182|ref|NR_025321.1| Maricaulis 
sequence 2019809 2021230 Maricaulis 


yphomonadaceae; 


Isochromatium buderi 
buderi Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Pectobacterium. 
22 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
1 sequence 2040918 2042439 Pseudoxanthomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
22 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
quence 2042490 2044002 Stenotrophomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
22 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
2044053 2045572 Luteimonas mephitis Bacteria; 
anthomonadaceae; Luteimonas. 
124 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
63937 Cellulophaga fucicola Bacteria; 
Flavobacteriaceae; Cellulophaga. 
124 gi|219878147|ref|NR_025286.1] Cellulophaga baltica 


strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae; 


Cellulophaga. 


342952 Bacteria_16S 


Proteobacteria; 
342952 Bacteria_16S 
strain 47Lol 16S 
Proteobacteria; 

342952 Bacteria_16S 
defragrans strain 
Bacteria; Proteob 
342952 Bacteria_16S 
strain IBS 506 16 


342952 Bacteria_16S 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
342952 Bacteria_16S 
strain IBS 382 16 


342952 Bacteria_16S 


Proteobacteria; 
342952 Bacteria_16S 


2068416 2068437 1 22 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
2069948 2069969 1 22 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
2074583 2074604 1 22 gi|219878141|ref|NR_025280.1] Castellaniella 
54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
acteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 
2076073 2076094 1 22 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2079265 2079286 103 124 gi|219878137|ref|NR_025276.1| Propionibacterium 
DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionibacterium. 
2085326 2085347 1 22 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2086876 2086897 1 22 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
2089874 2089895 1 22 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
1 RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 


Soel 16S ribosoma 
Gammaproteobacter 
342952 Bacteria_16S 


Proteobacteria; 
342952 Bacteria_16S 
hydrothermalis st 


ia; Xanthomonadales; Sinobacteraceae; Nevskia. 
2092874 2092895 1 22 gi| 219878128 |ref|NR_025267.1 
strain 63 16S ribosomal RNA, partial sequence 2091488 20930 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
2094427 2094448 1 22 gi|219878126|ref|NR_025265.1 
rain SGM-6 16S ribosomal RNA, partial sequence 2093069 209454 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


hydrothermalis Bacteria; 


Thermomonas. 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Thermomonas 
6 Thermomonas 


anthomonadaceae; 


342952 Bacteria_16S 2098961 2098982 1 22 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

342952 Bacteria_16S 2102029 2102050 1 22 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

342952 Bacteria_16S 2105167 2105188 1 22 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

342952 Bacteria_16S 2108091 2108112 1 22 gi|219878115|ref|NR_025254.1| Alkanindiges 


illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 210823 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
Alkanindiges. 

342952 Bacteria_16S 2114142 2114163 1 22 gi| 219857659 |ref|NR_025248.1 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 211429 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales 
Novosphingobium. 

342952 Bacteria_16S 2117259 2117280 1 22 gi| 219857657 |ref|NR_025246.1 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 211739 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Microbulbifer. 

342952 Bacteria_16S 2118750 21187711 22 gi| 219857656 |ref|NR_025245.1 


strain SW- 


46 16S ribosomal RNA, 


partial sequence 


2117441 21188 


Proteobacteria; Alphaproteobacteria; 


82 Erythrobacter 
xr 


Sphingomonadales; 


Erythrobac 


teraceae; Eryth 


342952 Bacteria_16S 
DSM 4568 16S ribo 
Gammaproteobacteria; 
342952 Bacteria_16S 
strain AU2944 16S 
Proteobacteria; 
342952 Bacteria_16S 
microaerophila st 


Thioalkalispira. 
342952 Bacteria_16S 
salipaludis strain S$ 
Bacteria; Proteobact 
342952 Bacteria_16S 


somal R 


rain AL 
microaerophila Bacteria; 


2121792 2121813 1 


Enterobacteriales; 
2123311 21233321 


ribosomal RNA, partial 
Betaproteobacteria; 


2127904 21279251 
Proteobacteria; 


2138432 2138453 1 
M-1 
eria; 

2144424 2144445 1 


22 


22 
sequence 


Burkholderiales; 


22 


EN 1 16S ribosomal RNA, partial 
Gammaproteobacteria; 


22 


16S ribosomal RNA, partial sequ 
Gammaproteobacteria; Alteromonadales; 


22 


strain Ps 9-14 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


gi|219857654 


NA, partial sequence 2120505 2121907 Cedec 
Enterobacteriac 


eae; Cedec 
gi| 219857653 
2121958 21233 
Bu 
gi| 219857650 
sequence 


219857643 
ence 21370 


gi 


gi| 219857639 


Chromatiales; 


Alteromonadaceae; 


ref |NR_025243.1 
ea davisae Bacte 
ea. 
ref |NR_025242.1 
Ralstonia. 
NR_025239.1 
126557 212798 
Ectot 


ref 
2 


ref |NR_025232.1 
73 2138564 Microb 


9 Alkanindiges 
axellaceae; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Cedecea davisae strain 
ria; Proteobacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 
rkholderiaceae; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Microbulbifer 
ulbifer salipaludis 
Microbulbifer. 


ref|NR_025228.1 


Pseudomonas koreensis 


2143068 2144522 Pseudomonas koreensis Bacteria; 


342952 Bacteria_16S 2145929 2145950 1 22 gi|219857638|ref|NR_025227.1| Pseudomonas 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

342952 Bacteria_16S 2147434 2147455 1 22 gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 2147531 Pseudomonas jinjuensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

342952 Bacteria_16S 2152028 2152049 1 22 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

342952 Bacteria_16S 2154955 2154976 1 22 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

342952 Bacteria_16S 2159467 2159488 1 22 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

342952 Bacteria_16S 2171732 2171753 1 22 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

342952 Bacteria_16S 2173283 2173304 1 22 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

342952 Bacteria_16S 2176271 2176292 1 22 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

342952 Bacteria_16S 2179285 2179306 1 22 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
342952 Bacteria_16S 2180858 2180879 103 124 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
342952 Bacteria_16S 2182374 2182395 103 124 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
342952 Bacteria_16S 2185318 2185339 1 22 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

342952 Bacteria_16S 2188398 2188419 1 22 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

342952 Bacteria_16S 2189923 2189944 1 22 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

342952 Bacteria_16S 2200511 2200532 1 22 gi|219857599|ref|NR_025187.1| Mycoplasma mustelae 
strain MX9 16S ribosomal RNA, partial sequence 2199190 2200637 Mycoplasma mustelae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2206542 2206563 1 22 gi|219857595|ref|NR_025183.1| Mycoplasma 
gallopavonis strain WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycoplasma gallopavonis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2208068 2208089 1 22 gi|219857594|ref|NR_025182.1| Mycoplasma dispar 
strain 462/2 16S ribosomal RNA, partial sequence 2206719 2208193 Mycoplasma dispar Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2209569 2209590 1 22 gi|219857593|ref|NR_025181.1| Mycoplasma cynos 
strain H831 16S ribosomal RNA, partial sequence 2208244 2209695 Mycoplasma cynos Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2217095 2217116 1 22 gi|219857588|ref|NR_025176.1| Mycoplasma anatis 
strain 1340 16S ribosomal RNA, partial sequence 2215772 2217221 Mycoplasma anatis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

342952 Bacteria_16S 2220158 2220179 1 22 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

342952 Bacteria_16S 2230763 2230784 1 22 gi|219857579|ref|NR_025167.1| Laribacter 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
342952 Bacteria_16S 2235316 2235337 1 22 gi|219857576|ref|NR_025164.1| Pseudomonas 


costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


2233956 223544 


7 Pseudomonas 


342952 Bacteria_16S 2239900 2239921 1 22 
ATCC 43380 16S ribosomal RNA, partial sequence 
Proteobacteria; 
342952 Bacteria_16S 2241411 2241432 1 

NCTC 5923 16S ribosomal RNA, partial sequence 
Proteobacteria; 
342952 Bacteria_16S 
strain ATCC 33638 
Bacteria; 
342952 Bacteria_16S 


22 
2242922 2242943 1 22 


2244433 22444541 22 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 


pseudotuberculosis Bacteria; 
Yersinia. 
342952 Bacteria_16S 


Proteobacteria; 


2245881 2245902 1 22 


strain CCBAU 71042 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
Rhizobium. 
342952 Bacteria_16S 


2264435 2264456 1 22 


venustensis strain ISO04 16S ribosomal RNA, partial sequence 22630 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Bacteria; 
342952 Bacteria_16S 
strain ICPB 3636 
Proteobacteria; 

342952 Bacteria_16S 


2265998 2266019 1 22 


2270641 2270662 1 22 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial 
Spirochaetales; 


azotonutricium Bacteria; Spirochaetes; 
342952 Bacteria_16S 2272152 2272173 1 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
342952 Bacteria_16S 


22 


2273625 2273646 1 22 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 


issachenkonii Bacteria; 
Pseudoalteromonas. 
342952 Bacteria_16S 
strain DSM 11853 
Proteobacteria; 

342952 Bacteria_16S 


Proteobacteria; 


2275180 2275201 1 22 


2276714 2276735 1 22 


campinensis strain WS2 16S ribosomal RNA, partial sequence 


Bacteria; 
342952 Bacteria_16S 
buryatense strain 
Bacteria; 
342952 Bacteria_16S 2279783 2279804 1 22 
strain 105 16S ribosomal RNA, partial sequence 


2278272 2278293 1 22 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


342952 Bacteria_16S 2282805 2282826 1 22 


phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 


342952 Bacteria_16S 2284359 2284380 1 22 
strain A45 16S ribosomal RNA, partial sequence 
Proteobacteria; 
342952 Bacteria_16S 


2287342 2287363 1 22 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


thiocyanoxidans Bacteria; 
Thioalkalivibrio. 
342952 Bacteria_16S 


Proteobacteria; 


2291820 2291841 1 22 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
342952 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; 
342952 Bacteria_16S 2296342 2296363 1 22 
strain 91-4 16S ribosomal RNA, partial sequence 


Proteobacteria; 


2294885 2294906 1 22 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


342952 Bacteria_16S 2297808 2297829 1 22 
strain IBS 193 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


342952 Bacteria_16S 2299330 2299351 1 22 
strain L2-TR 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Gammaproteobacteria; Enterobacteriales; Enterobac 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 2264632 22660 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Gammaproteobacteria; Alte 


16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Burkholderia 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


5B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; 


Gammaproteobacteria; Methylococcales; Methylococc 


Gammaproteobacteria; 


gi| 219857573 
2238534 22399 


Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi| 219857572 
2240045 22415 


219857571 
22415 


gi 


219857570 
partial s 


gi 


219857569 
22445 


gi 


gi|219857557 


gi|219857556 


219857553 
sequence 
Spirochaet 
219857552 


gi 


gi 
P 


219857551 
sequence 


gi 


gi|219857550 


219857549 
22753 
Bu 
219857548 
22768 
M 
gi| 219857547 
2278443 22799 


gi 


gi 


gi] 219857545 


gi|219857544 
2282981 22844 
gi|219857541 
Ch 


219857538 
sequence 
Alter 


gi 


gi|219857535 
2293525 22949 


gi| 219857533 
2295034 22964 


gi|219857532 
2296489 22979 


Rhizobiaceae; 


ref|NR_025161.1 
94 Yersinia 


ref|NR_025160.1 
05 Yersinia 
teriaceae; 
ref|NR_025159.1 


Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025157.1 


Rhizobi 


ref|NR_025145.1 
50 2264581 Alcani 


ref|NR_025144.1 


Simonsiella. 


aceae; 
ref te 
90 2272278 Pseudo 


ref|NR_025139.1 
2272329 227377 
romonadales; Pse 
ref|NR_025138.1 
ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025135.1 


ref |NR_025133.1 
2281465 228293 
e; Mycoplasma. 
ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025129.1 
2285990 228738 
romatiales; Ecto 


omonadales; 
ref|NR_025123.1 


Shewanella. 


ref|NR_025121.1 


Bartonella. 
ref|NR_025120.1 


Bartonella. 


gi|219857531 


Alcanivoracaceae; 


NR_025140.1 


Yersinia rohdei strain 


rohdei Bacteria; 
Yersinia. 


Yersinia pestis strain 


pestis Bacteria; 
Yersinia. 


Yersinia kristensenii 


56 2243016 Yersinia kristensenii 


eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Rhizobium indigoferae 


78 2245989 Rhizobium indigoferae 


um/Agrobacterium group; 


Alcanivorax 

vorax venustensis 
Alcanivorax. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Treponema 
9 Treponema 


Pseudoalteromonas 
alteromonas ruthenica 


seudoalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 
Cupriavidus 

vidus campinensis 
Cupriavidus. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Methylobacter marinus 
marinus Bacteria; 
cter. 

Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


ref|NR_025119.1 


Idiomarina loihiensis 


2297982 2299396 Idiomarina loihiensis Bacteria; 


Idiomarinaceae; 


Idiomarina. 


342952 Bacteria_16S 
strain 63287 16S 


342952 Bacteria_16S 
lutaoensis strain 
Bacteria; 
342952 Bacteria_16S 
strain KF46F 16S 


342952 Bacteria_16S 


2300774 2300795 1 


2303789 2303810 1 


2305338 2305359 1 


2308433 2308454 1 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


22 


T5054 16S ribosomal RNA, partial sequence 23024 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


22 


strain K24 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


342952 Bacteria_16S 
strain KCTC 12005 


342952 Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


Bacteria; 
342952 Bacteria_16S 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
acidaminiphila Bacteria; 


Stenotrophomonas. 
342952 Bacteria_16S 


strain CFML 97-391 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


342952 Bacteria_16S 


strain CFML 97-514 16S ribosomal RNA, partial sequence 


Bacteria; 
342952 Bacteria_16S 
strain IPT10 16S 


342952 Bacteria_16S 


2315980 2316001 1 


2318973 2318994 1 


2320565 2320586 1 
Proteobacteria; 


2322116 23221371 


2323668 2323689 1 


2331069 2331090 1 


2335649 2335670 1 


22 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


22 


22 


Gammaproteobacteria; 


22 


22 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


22 


strain DM12 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


342952 Bacteria_16S 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseinatronobacter. 
342952 Bacteria_16S 


marinus strain srl2 16S ribosomal RNA, partial sequence 
Synergistetes; 


Bacteria; 
342952 Bacteria_16S 


denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 


342952 Bacteria_16S 
strain ATCC49733 


342952 Bacteria_16S 
strain LMG 16225 


342952 Bacteria_16S 
caledonica strain 


342952 Bacteria_16S 
strain YKJ-16 16S 


342952 Bacteria_16S 


strain IBS 325 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


342952 Bacteria_16S 


strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 24116 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 


342952 Bacteria_16S 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Meth 


Methylosarcina. 
342952 Bacteria_16S 


strain AML-C10 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


342952 Bacteria_16S 


kellyi strain BII-1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 


2337060 2337081 1 


2352154 2352175 1 


Synergistia; 
2353661 2353682 1 


Proteobacteria; 


2364428 2364449 1 


2385602 2385623 1 


2387126 2387147 1 


2391706 2391727 1 


2396237 2396258 1 


2411499 24115201 


2413068 2413089 1 


2414632 2414653 1 


2425426 2425447 1 


22 


22 


Synergistales; 


22 


Betaproteobacteria; 


22 


16S ribosomal RNA, partial sequence 2363042 23645 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


22 


16S ribosomal RNA, partial sequence 2384259 23857 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


22 


LMG 19076 16S ribosomal RNA, partial 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


22 


22 


22 


22 


22 


gi| 219857530 
2299447 23008 


gi] 219857528 


gi| 219857526 


2303983 23054 


gi| 219857524 


2307079 23085 


219857519 
23146 


gi 


gi| 219857517 


gi| 219857516 


Xan 


219857515 
23207 


gi 


219857514 
23223 


gi 


gi| 219857509 
2329695 23312 


gi|219857505 
2334350 23357 


gi|219857504 


Rhodob 
219857493 
23507 


Synergistace 
gi| 219857492 


gi 


Burkh 


gi] 219857485 


gi|219857470 


219857469 
sequence 
Burkhold 
gi|219857466 
2390343 23918 


gi 


gi|219857463 
2394935 23963 


gi| 219857453 


219857452 
sequence 


gi 


gi|219857451 
2413261 24147 


ref|NR_025118.1 


anthomonadaceae 


thomonadales; Xa 


ref|NR_025103.1 
64 2322265 Pseudo 
Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025093.1 


aceae; Paracoccu 
ref|NR_025092.1 

2335756 233710 
acterales; Rhodo 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025073.1 


eae. 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref|NR_025054.1 


aceae; 
ref|NR_025051.1 


Bartonella. 


ref |NR_025041.1 


ref|NR_025040.1 

2411699 241321 
ylococcales; Met 
ref |NR_025039.1 


aceae; Methylosa 


gi| 219857442 


Halo 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Bosea. 
ref|NR_025116.1| Marinobacter 
04 2303932 Marinobacter lutaoensis 
Alteromonadaceae; Marinobacter. 
ref|NR_025114.1| Xenophilus azovorans 
66 Xenophilus azovorans Bacteria; 
Xenophilus. 
ref|NR_025112.1| Pigmentiphaga kullae 
60 Pigmentiphaga kullae Bacteria; 
Pigmentiphaga. 
ref|NR_025107.1| Comamonas koreensis 
34 2316097 Comamonas koreensis Bacteria; 
Comamonas. 
ref|NR_025105.1| Pseudoxanthomonas 


82 2319121 Pseudoxanthomonas mexicana 
, 


Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 

nthomonadaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Roseinatronobacter 

2 Roseinatronobacter 

bacteraceae; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Burkholderia fungorum 


fungorum Bacteria; 


LBs 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Halomonas. 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 


ref |NR_025030.1 


thiobacillaceae; 


Halothiobacillus 


2424042 2425535 Halothiobacillus kellyi 


Halothiobacillus. 


342952 Bacteria_16S 2437324 2437345 1 22 gi| 219857430 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 24374 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
342952 Bacteria_16S 2440373 2440394 1 22 gi| 219857428 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Meth 
Methylobacter. 
342952 Bacteria_16S 


ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
ceae; Cupriavidus 
ref|NR_025016.1 
2438995 244052 
ylococcales; Met 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


2441933 24419541 22 gi 
paradoxus strain ARh1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
342952 Bacteria_16S 2443429 2443450 1 22 gi|219857424 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
342952 Bacteria_16S 2446508 2446529 1 22 gi|219857422|ref|NR_025010.1 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishe 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
342952 Bacteria_16S 2448013 2448034 1 22 gi|219857421|ref|NR_025009.1 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 244812 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseud 
Pseudoalteromonas. 
342952 Bacteria_16S 2457147 2457168 1 22 gi 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, pa 
salmonicida subsp. pectinolytica Bacteria; Proteobacter 
Aeromonadaceae; Aeromonas. 


219857426 
ce 24405 


ref|NR_025014.1 
72 2442029 Thioal 


Thioalkalivibrio 
kalivibrio paradoxus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_025012.1| Shewanella japonica 
41 Shewanella japonica Bacteria; 
eae; Shewanella. 


Alishewanella fetalis 

wanella fetalis 
Alishewanella. 
Pseudoalteromonas 

4 Pseudoalteromonas 

oalteromonadaceae; 


219857413 
rtial sequ 
ia; Gammap 


ref 
ence 
rote 


NR_025001.1| Aeromonas salmonicida 
2455783 2457213 Aeromonas 
obacteria; Aeromonadales; 


, 


342952 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 


strain ATCC 33531 
Bacteria; 


Bacteria; 


Bacteria; Proteob 


342952 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


342952 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


342952 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


342952 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


342952 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


342952 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


342952 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


342952 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


342952 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


342952 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


342952 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


Proteob 
342952 Bacteria_16S 
aerophilum strain 
Proteob 
342952 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 


2460064 2460085 1 22 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2461556 2461577 1 22 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2463115 2463136 1 22 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2469305 2469326 1 22 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2470789 2470810 1 22 gi 


gi 


acteria; Gammaproteobacteria; Chromati 
2472293 24723141 22 gi 


acteria; Gammaproteobacteria; Chromati 
2479631 2479652 1 22 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481140 24811611 22 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482650 2482671 1 22 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485673 2485694 1 22 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487192 2487213 1 22 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488705 2488726 1 22 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490218 2490239 1 22 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491729 24917501 22 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2499190 2499211 1 22 gi 
ribosomal RNA, partial sequence 


etaproteobacteria; Rhodocyclales; Rhod 


2458757 24601 


2460248 24616 


2478295 24797 


2479798 24812 


2481316 24827 


2484337 24857 


2485849 24873 


2487368 24888 


2488881 24903 


2490394 24918 


2497830 24993 


219857410 


Sphingomon 
219857409 


Sphingomon 
219857408 
24617 
cteriales; 
219857404 
ce 24679 
hales; Pis 
219857403 
ce 24694 
ales; Ecto 
219857402 

24709 
ales; Ecto 
219857397 


219857396 


219857395 


219857393 


219857392 


219857391 


219857390 


219857389 


219857384 


ocyclaceae 


2500727 2500748 1 22 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


gi 


ref|NR_024998.1| Sphingomonas koreensis 
97 Sphingomonas koreensis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024997.1| Sphingomonas aquatilis 
89 Sphingomonas aquatilis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024996.1| Raoultella planticola 
40 2463175 Raoultella planticola 
Enterobacteriaceae; Raoultella. 
ref|NR_024992.1| Thioalkalimicrobium 

28 2469361 Thioalkalimicrobium aerophilum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_024991.1| Thioalkalivibrio 

12 2470870 Thioalkalivibrio nitratis 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_024990.1| Thioalkalivibrio 

21 2472353 Thioalkalivibrio versutus 
thiorhodospiraceae; Thioalkalivibrio. 
ref|NR_024985.1| Mycoplasma cloacale 

47 Mycoplasma cloacale Bacteria; 


v 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1] Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


219857382 


ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 

; Thauera. 

ref|NR_024970.1| Azoarcus toluclasticus 


2499368 2500857 Azoarcus toluclasticus Bacteria; 
Rhodocyclaceae; Azoarcus. 


342952 Bacteria_16S 
strain 2074-AUS-E 
Proteobacteria; 
342952 Bacteria_16S 


beliardensis strain Montbeliard Al 16S ribosomal RNA, partial seq 
Gammaproteobacteria; Legio 


beliardensis Bacteria; 
342952 Bacteria_16S 


olearium strain SR1 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; Firmicutes; 
342952 Bacteria_16S 
strain DSM 12769 
Proteobacteria; 
342952 Bacteria_16S 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


johannae Bacteria; 
Gluconacetobacter. 
342952 Bacteria_16S 


thivervalensis strain SBK26 16S ribosomal RNA, partial 
thivervalensis Bacteria; 


Pseudomonas. 
342952 Bacteria_16S 


brassicacearum strain DBK11 16S ribosomal RNA, partial 
brassicacearum Bacteria; 


Pseudomonas. 
342952 Bacteria_16S 
strain ATCC 4973 
Proteobacteria; 

342952 Bacteria_16S 
strain LMG 3413 1 
Proteobacteria; 
342952 Bacteria_16S 
strain A3.12 16S 
Proteobacteria; 

342952 Bacteria_16S 
palleronii strain 


342952 Bacteria_16S 
strain CCUG 2113 
Proteobacteria; 

342952 Bacteria_16S 
strain ATCC 19624 
Proteobacteria; 
342952 Bacteria_16S 


2502288 2502309 1 


2503794 2503815 1 


Proteobacteria; 
2505295 2505316 1 


Clostridia; 


2506851 2506872 1 


2509882 2509903 1 


2522041 2522062 1 


Proteobacteria; 


2523521 2523542 1 


Proteobacteria; 


2529593 2529614 1 


2532621 2532642 1 


2534158 2534179 1 


2544087 2544108 1 


2545648 2545669 1 


2547200 25472211 


2550245 2550266 1 


22 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


22 


22 


22 


16S ribosomal RNA, partial sequence 2505486 25069 
Gammaproteobacteria; Chromatiales; Ectothiorhodos 


22 


22 


Gammaproteobacteria; 


22 


Gammaproteobacteria; 


22 


16S ribosomal RNA, partial sequence 2528225 25296 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


22 


6S ribosomal RNA, partial sequence 2531266 25327 
Betaproteobacteria; Burkholderiales; Burkholderia 


22 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; 


22 


CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 


22 


16S ribosomal RNA, partial sequence 2544276 25457 
Betaproteobacteria; Burkholderiales; Comamonadace 


22 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


22 


strain C-29 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


342952 Bacteria_16S 
strain CIP 105469 
Bacteria; 
342952 Bacteria_16S 


strain CIP 105470 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


342952 Bacteria_16S 


strain CIP 105259 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


342952 Bacteria_16S 


acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequen 
acidaminophilum Bacteria; 


342952 Bacteria_16S 
strain CIP 105274 
Proteobacteria; 
342952 Bacteria_16S 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial 
asinigenitalis Bacteria; 


342952 Bacteria_16S 
strain CFML 96-19 
Proteobacteria; 
342952 Bacteria_16S 

strain CIP 104664 16S 
Bacteria; 
342952 Bacteria_16S 


strain CIP 104883 16S ribosomal RNA, partial sequence 


2556347 2556368 1 


2557913 2557934 1 


2562539 2562560 1 


2565563 2565584 1 
Firmicutes; 
2571672 2571693 1 
2576395 2576416 1 
Proteobacteria; 
2580793 2580814 1 
2582359 2582380 1 
ribosomal RNA, 


2583929 2583950 1 


22 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


22 


22 


22 


Clostridia; 


22 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


22 


Betaproteobacteria; 


22 


8 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


22 


complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


22 


219857381 
25009 


gi 


gi|219857380 


219857379 
25039 
Lachnospiraceae; 

gi| 219857373 


gi 


gi|219857371 


Rhodospir 
219857363 


sequence 
Pse 


gi 


219857362 
sequence 
Pse 


gi 


gi|219857358 


gi| 219857356 


gi| 219857355 
2532800 25342 
Bacteriov 
219857348 
sequence 
Burkhold 
219857347 


gi 


gi 


219857346 
25458 


gi 


gi|219857344 
2548929 25503 


219857340 
25549 
P 
219857339 
25565 


gi 


gi 


219857336 
25611 


gi 


gi|]219857291 

Clostridiales; 
gi|219857287 

25702 


219857284 
sequence 
Burk 
219857281 
25794 


gi 


gi 


219857280 
25809 
P 


gi 


ref |NR_024969.1 
e; Legionella. 

ref |NR_024968.1 
uence 250240 
ref |NR_024967.1 
Sporobacterium. 
ref|NR_024961.1 


piraceae; 
ref |NR_024959.1 

2508571 251001 
illales; 


ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 

2522145 252361 
udomonadales; Ps 
ref|NR_024946.1 


aceae; 
ref|NR_024944.1 


ceae; Cupriavidu 
ref |NR_024943.1 
56 Peredibacter 
oracaceae; 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


ae; Acidovorax. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref |NR_024932.1 


Bartonella. 
ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 


1 
holderiales; Alc 
NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 


gi| 219857279 


ref|NR_024910.1 


Legionella waltersii 


08 2502354 Legionella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 


nellales; Legionellaceae; Legionella. 


Sporobacterium 


25 2505435 Sporobacterium olearium 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 
Alkalispirillum. 


Gluconacetobacter 
7 Gluconacetobacter 


Acetobacteraceae; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 
Pseudomonas. 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Peredibacter starrii 


starrii Bacteria; 
Peredibacter. 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 


Pseudomonas. 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 
Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 


2582558 2584074 Pseudomonas monteilii 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


342952 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


342952 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


342952 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


342952 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


342952 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


342952 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


342952 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


342952 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


342952 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


342952 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


342952 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


342952 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


342952 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


342952 Bacteria_16S 


strain hl 16S rib 
Proteobacteria; A 


342952 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


342952 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


342952 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


342952 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


342952 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


342952 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


342952 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


342952 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


342952 Bacteria_16S 


6a3 16S ribosomal 


2585498 2585519 1 22 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2587076 2587097 1 22 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2596336 2596357 1 22 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597902 2597923 1 22 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2600889 2600910 1 22 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2602443 2602464 1 22 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603997 2604018 1 22 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2605551 2605572 1 22 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2608679 2608700 1 22 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2619539 2619560 1 22 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2621094 2621115 1 22 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2624058 2624079 1 22 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2625634 2625655 1 22 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


Pa 
gi 


Pa 
gi 


2631736 2631757 1 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
2636222 2636243 1 22 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2637786 2637807 1 22 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2637874 2637899 91 116 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2639365 2639386 1 22 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


22 gi 


2645534 2645555 1 22 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
2647083 2647104 1 22 gi 
asp 66 16S ribosomal RNA, partial seq 


2648603 2648624 1 22 gi 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


2650088 2650109 1 22 

ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2651591 2651612 1 22 gi 
RNA, partial sequence 


gi 


ia; Proteobacteria; Betaproteobacteria; 


nadal 


enc 
act 


qu 
ob 


seudo: 


nadal 


al 
ri 


se 
a; 


steur 


steur 


steur 


ls 
ia; 


ia 
er 


ocycl 


Ente 


les; 


al 
ac 


se 
ter 


hodob 


cteri 


Ente 


Ente 


ue 
ri 


nce 
a; 


e 
riale 
uence 
; Rho 
enc 


Thi 


qu 


, 


ocycl 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 


219857278 


25841 
es; P 


219857277 


e 
eria; 


219857271 


25949 
monad 


219857270 


25965 
es; P 


219857268 


quenc 
Paste 


219857267 
2601060 26025 


ellac 


219857266 
2602614 26041 


ellac 


219857265 
2604168 26056 


ellac 


219857263 


equen 
Ocea 


219857253 
2618180 26196 


aceae 


219857252 


26197 
robac 


219857249 


26227 
Phyll 


219857248 


quenc 
ia; X 


219857238 
2630432 26317 


acter 


219857234 


26348 
ales; 


219857233 


26364 
robac 


219857233 


26364 
robac 


219857232 


Paste 


219857228 


26441 
s; Co 


219857227 


docyc 


219857226 


e 
otric 


219857225 
2648722 26501 


aceae 


219857224 
2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 


ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref |NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


Mannheimia. 
NR_024897.1 


eae; 
ref 


Mannheimia. 
NR_024896.1 


eae; 
ref 


eae; Mannheimia. 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref |NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024860.1 
2637974 263946 
urellales; Paste 


ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy’ 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref|NR_024854.1 

2647248 264867 
hales; Piscirick 


ref |NR_024853.1 


; Azonexus. 


Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Dechloromonas agitata 
agitata Bacteria; 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Methylarcula terricola 


terricola Bacteria; 


ula. 

Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Hydrogenophaga 

enophaga intermedia 

drogenophaga. 
Propionivibrio 

7 Propionivibrio 

aceae; Propionivibrio. 
Thiomicrospira 

1 Thiomicrospira 

ettsiaceae; 


Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


ref |NR_024852.1 


Azospira oryzae strain 


342952 Bacteria_16S 


2653120 2653141 1 


22 


strain VB32 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


342952 Bacteria_16S 


subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiob 
Proteobacteria; Betaproteobacteria; Thiobacter. 


Bacteria; 
342952 Bacteria_16S 
floricola strain 
Bacteria; 
342952 Bacteria_16S 


strain AA08 16S ribosomal 
Proteobacteria; Alphaprot 


342952 Bacteria_16S 
strain SHK-1 16S 


342952 Bacteria_16S 


okhotskensis strain MD17 


okhotskensis Bacteria; 
Psychrobacter. 
342952 Bacteria_16S 
strain Y223G 16S 


342952 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 

342952 Bacteria_16S 
strain SIR-1 16S 


342952 Bacteria_16S 
strain SM2-1 16S 


342952 Bacteria_16S 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


schlegeliana Bacteria; 
342952 Bacteria_16S 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; 


Shewanella. 
342952 Bacteria_16S 


strain MKT 106 16S ribosomal RNA, partial sequence 


342952 Bacteria_16S 


ribosoma 
Proteobacteria; Deltaprot 


ribosoma 
Proteobacteria; Gammaprot 


Bacteria; 


2675588 2675609 1 


2696331 2696352 1 


2710026 2710047 1 


2714406 2714427 1 


2715929 2715950 1 
Proteobacteria; 


2717471 2717492 1 


2719000 2719021 1 


2731235 2731256 1 


2734259 2734280 1 


2735749 2735770 1 


Proteobacteria; 
2737239 2737260 1 


Proteobacteria; 


2741596 2741617 1 


2744609 2744630 1 


22 


22 


S-877 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


22 


RNA, partial sequence 
eobacteria; Rhodospirillales; 


22 


1 RNA, partial sequence 
eobacteria; Myxococcales; Enhygromyxa. 


22 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


22 


1 RNA, partial sequence 
eobacteria; Alteromonadales; Colwelliaceae; 


22 


strain CPW301 16S ribosomal RNA, partial 
Proteobacteria; 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


22 


22 


Gammaproteobacteria; 


22 


22 


strain T7 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


342952 Bacteria_16S 


nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
nitroreducens Bacteria; 


Diaphorobacter. 
342952 Bacteria_16S 


2750307 2750328 1 
Proteobacteria; 


2762389 2762410 1 


22 


Betaproteobacteria; 


22 


strain Yo-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


342952 Bacteria_16S 
strain ATCC15947 
Bacteria; 
342952 Bacteria_16S 


strain JCM1680 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteri 


342952 Bacteria_16S 


strain JCM1679 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteri 


342952 Bacteria_16S 


2763842 2763863 1 


2765358 2765379 1 


2766874 2766895 1 


2780581 2780602 1 


22 


22 


22 


22 


strain AP3 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


342952 Bacteria_16S 
strain EJ2M-B 16S 


342952 Bacteria_16S 


2782048 2782069 1 


2783514 2783535 1 


22 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


22 


strain B3-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


342952 Bacteria_16S 


2785123 2785144 103 


124 


219857223 |ref 


gi 


NR_024851.1 


Azoarcus indigens 


2651733 2653216 Azoarcus indigens Bacteria; 


219857206|ref 


gi 


219857191 |ref 


gi 


219857182 |ref 


gi 


Azoarcus. 


2695010 2696445 Sacch 


NR_024834.1 


NR_024819.1 


NR_024810.1 


Thiobacter 


acter subterraneus 


Saccharibacter 


aribacter floricola 
Acetobacteraceae; Saccharibacter. 


Asaia krungthepensis 


2708714 2710124 Asaia krungthepensis Bacteria; 


219857179 |ref 


gi 


Acetobacteraceae; 


Asaia. 
NR_024807.1 


Enhygromyxa salina 


2713036 2714515 Enhygromyxa salina Bacteria; 


219857178|ref 


gi 


219857177 |ref 


gi 


Pseudomonadales; 


NR_024806.1 


NR_024805.1 


Psychrobacter 


2714566 2716057 Psychrobacter 
Moraxellaceae; 


Colwellia piezophila 


2716108 2717581 Colwellia piezophila Bacteria; 


219857176|ref 


gi 


219857167 |ref 


gi 


2729867 2731350 Plesiocystis 


219857165|ref 


gi 


sequence 2717632 271910 
Betaproteobacteria; 


Colwellia. 
NR_024804.1 


NR_024795.1 


NR_024793.1 


Herbaspirillum 
5 Herbaspirillum 


Burkholderiales; Oxalobacteraceae; 


Plesiocystis pacifica 


pacifica Bacteria; 
Nannocystaceae; 


Plesiocystis. 
Shewanella sairae 


2732909 2734348 Shewanella sairae Bacteria; 


219857164|ref 


gi 


219857163 |ref 


gi 


219857160|ref 


gi 


2734399 273583 
Alteromonadales; 


2735889 273732 
Alteromonadales; Sh 


Shewanella. 
NR_024792.1 


NR_024791.1 


NR_024788.1 


Shewanellaceae; 


Shewanella 

8 Shewanella 
Shewanella. 
Shewanella 

8 Shewanella 
ewanellaceae; 


Agarivorans albus 


2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 


gi|219857158|ref 


NR_024786.1 


Delftia tsuruhatensis 


2743252 2744707 Delftia tsuruhatensis Bacteria; 


219857154|ref 


gi 
Burkholde 


219857145|ref 


gi 


2748935 275045 


Delftia. 
NR_024782.1 


riales; Coma 


NR_024773.1 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Kozakia baliensis 


2761077 2762491 Kozakia baliensis Bacteria; 


Acetobacterace 


gi|219857142|ref 


16S ribosomal RNA, partial sequence 2762542 2763940 Edwardsiella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Ent 


gi|219857141|ref 


2763991 2765456 Edwardsiella 


219857140|ref 


gi 


ae; Kozakia. 
NR_024770.1 


erobacteriac 
NR_024769.1 


aceae; Edwar 
NR_024768.1 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


2765507 2766972 Edwardsiella hoshinae Bacteria; 


219857130|ref 


gi 


aceae; Edwar 
NR_024758.1 


dsiella. 
Thiothrix eikelboomii 


2779259 2780679 Thiothrix eikelboomii Bacteria; 


Thiotrichaceae; T 
gi|]219857129|ref 


hiothrix. 
NR_024757.1 


Thiothrix flexilis 


2780730 2782146 Thiothrix flexilis Bacteria; 


Thiotrichaceae; T 
gi|219857128|ref 


hiothrix. 
NR_024756.1 


Thiothrix disciformis 


2782197 2783612 Thiothrix disciformis Bacteria; 


Thiotrichaceae; T 


hiothrix. 


gi|219857127|ref 


NR_024755.1 


Okibacterium 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 


fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


342952 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


342952 Bacteria_16S 


S60-1 16S ribosom 
Alphaproteobacter 


342952 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


342952 Bacteria_16S 


strain 71 16S rib 
Proteobacteria; A 


342952 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


342952 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


342952 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


342952 Bacteria_16S 


saccharophila str 
saccharophila Bac 


342952 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


342952 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


342952 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


342952 Bacteria_16 


strain ATCC 12775 
Proteobacteria; G 


342952 Bacteria_16 


strain ATCC 33616 
Bacteria; Proteob 


342952 Bacteria_16 


strain ATCC 49968 
Bacteria; Proteob 


342952 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


342952 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


342952 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


342952 Bacteria_16S 


stanieri strain A’ 
stanieri Bacteria 
Marinobacterium. 


342952 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


342952 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


342952 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


342952 Bacteria_16S 


Okibacterium. 
2795545 2795566 1 22 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
2810630 2810651 1 22 gi 
al RNA, partial sequence 


’ 


2816620 2816641 1 22 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2825676 2825697 1 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2836360 2836381 1 22 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2842443 2842464 1 22 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2848567 2848588 1 22 gi 


22 gi 


etaproteobacteria; Burkholderiales; Co: 
2850124 2850145 1 22 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2851693 2851714 1 22 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2853262 2853283 1 22 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2854795 2854816 1 22 gi 

16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
s 2856365 2856386 1 22 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
Ss 2857941 2857962 1 22 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
Ss 2859478 2859499 1 22 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2862539 2862560 1 22 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2864080 2864101 1 22 gi 


ammaproteobacteria; Pseudomonadales; P 
2865596 2865617 1 22 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


2867163 2867184 1 22 gi 
TCC 27130 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


’ 


2868711 2868732 1 22 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


2893374 2893395 1 22 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2919362 2919383 1 22 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


gi 


2920891 2920912 1 22 


gi 


se 
id 


v 


eq 


Ac 


en 
ri 


ce 
na 
ma. 


s 
ri 


nk 
ia 


na 
na 
E 
na 
n 
2 
1 
a; 
se 
s 
a; 


eq 


se 
B 


on 


eq 
er 


ia; 


v 


ce 


a; 


, 


adales; 
19856883 
sequence 
Burkhol 
219856882 
6S ribosomal RNA, partial sequence 2862729 28642 
udomonad 
219856881 
equence 
Sphingo 


ia; 


ales; 
219856896 


dales; 
219856888 


dales; 
219856887 


dales; 
219856885 


219857120 
quence 
iales; 
219857110 
2809318 2810728 Asaia 
ia; Rhodospirillales; Acetobacteraceae; 


Cc 


Asaia. 
219856913 
uence 
Pseudo: 


219856907 
2824364 28257 
etobacte 
219856900 


28349 
Bu 


28410 


erobiace 
219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
monadace 
219856891 
equence 


Burkh 


219856890 
sequence 
Pseudo: 


219856889 


28518 
xX 


28534 
P 


28549 


nterobac 
219856886 


28565 
xX 


28581 
P 


219856880 
uence 
Alteromon 


219856879 
quence 
urkholde 


219856861 
2892009 28935 
aceae; 
219856844 
uence 


Vv 


Hydr 


219856843 


plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 


ref|NR_024748.1 

2794179 279557 
lostridiaceae; A 
ref |NR_024738.1 
siamensis Bacte 


ref |NR_024734.1 

2815260 281674 
monadales; Pseud 
ref |NR_024728.1 
raceae; Asaia. 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiuw 
ref|NR_024711.1 


ae; Delftia. 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref |NR_024709.1 

2850317 285183 
monadales; Pseud 


ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref |NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024702.1 
2861171 286267 
deriales; Comamo 
ref|NR_024701.1 


aceae; Pseudomon 
ref|NR_024700.1 
2864276 286573 
monadales; Sphin 


NR_024699.1 
2865789 286730 
adales; Alteromo 


NR_024698.1 
4 
Cc 


es; Oxaloba 


ref|NR_024680.1 
ibrio. 
ref |NR_024663.1 
2918000 291946 
ogenophilales; H 


ref|NR_024662.1 
2919511 292100 


Alkaliphilus 
1 Alkaliphilus 
lkaliphilus. 

Asaia siamensis strain 
ria; Proteobacteria; 


Pseudomonas 
8 Pseudomonas 


omonadaceae; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Halanaerobium 
erobium fermentans 
m. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas cissicola 

monas cissicola 

Xanthomonas. 
Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 

Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Herbaspirillum 
5 Herbaspirillum 


teraceae; 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Pseudomonas 
8 Pseudomonas 


plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


342952 Bacteria_16S 
japonensis strain 


Bacteria; 


carotinifaciens s 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


342952 Bacteria_16S 


minutulum strain 
strain IFO 15467 
Proteobacteria; 


japonicum strain 
japonicum Bacteri 


342952 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


342952 Bacteria_16S 


2923982 2924003 1 22 


gi 


2926823 2926844 1 22 
train E-396 16S ribosomal RNA, 


gi 
complete 


2928380 2928401 1 22 gi 
ATCC 19193 16S ribosomal RNA, partial 


2931363 2931384 1 22 


gi 


2932870 2932891 1 22 gi 
ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 
2934383 2934404 1 22 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteria; 


2935891 2935912 1 22 


gi 


219856841 
12-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


342952 Bacteria_16S 219856839 


219856838 
sequence 

minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 
342952 Bacteria_16S 219856836 
16S ribosomal RNA, partial sequence 2930007 29314 
Gammaproteobacteria; Oceanospirillales; 
342952 Bacteria_16S 


Oceanobacter. 
219856835 
sequence 


219856834 
sequence 


219856833 


ref|NR_024660.1 
29226 
Xanthomonadaceae; 
ref|NR_024658.1 

2925520 292697 


Rhodobacterales; 


sequence 


ref|NR_024657.1 

2927022 292847 
Oceanospirillales; 
ref|NR_024655.1 
58 Oceanobacter 


ref|NR_024654.1 
2931509 293296 
Oceanospirillales; 
ref |NR_024653.1 

2933018 293448 
Alteromonadales; 


ref |NR_024652.1 


Pseudoxanthomonas 


17 2924080 Pseudoxanthomonas japonensis 


Pseudoxanthomonas. 
Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Marinospirillum 
7 Marinospirillum 


Marinospirillum. 


Oceanobacter kriegii 


kriegii Bacteria; 


Pseudospirillum 
7 Pseudospirillum 


Pseudospirillum. 


Marinobacterium 
0 Marinobacterium 


Alteromonadaceae; 


Oceanospirillum 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
342952 Bacteria_16S 2937371 2937392 1 22 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

342952 Bacteria_16S 2948089 2948110 1 22 gi|219856825|ref|NR_024644.1| Serratia rubidaea 


16 
G 


strain JCM1240 
Proteobacteria; 


S ribosomal RNA, partial sequence 


ammaproteobacteria; Enterobacteriales; E 


2946729 29481 


219856824 


nterobacteriaceae; Serra 
ref|NR_024643.1 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


342952 Bacteria_16S 2949579 2949600 1 22 gi 
strain JCM1235 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


342952 Bacteria_ 
strain JCM1237 16 
Proteobacteria; G 
342952 Bacteria_ 
strain JCM1234 16 
Proteobacteria; G 
342952 Bacteria_ 
strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


342952 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


342952 Bacteria_16S 
6S ribosomal RNA, partial sequence 2966273 29677 


strain LMG 2542 1 
Proteobacteria; G 


342952 Bacteria_16S 


resinovorans stra 


resinovorans Bacteria; 


Pseudomonas. 


342952 Bacteria_16S 
ain DSM 50332 16S ribosomal RNA, partial 
citronellolis Bacteria; 


citronellolis str 


Pseudomonas. 


342952 Bacteria_16S 
strain PCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 


16S 


16S 


16S 


2951067 2951088 1 22 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2952568 2952589 1 22 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2954066 2954087 1 22 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


2961477 2961498 1 22 


gi 


ammaproteobacteria; Enterobacteriales; 
2972221 2972242 1 22 gi 
in LMG 2274 16S ribosomal RNA, partial 
Proteobacteria; 


2973736 2973757 1 22 


gi 
Proteobacteria; 


2975298 2975319 1 22 


gi 


2948221 29496 


2949709 29511 
Enterobacteri 


2951208 29526 
Enterobacteriaceae; 


2952708 29541 


al RNA, partial sequence 2960112 2961625 Colwe 
ia; Alteromonadales; Colwelliaceae; Colwellia. 
2967639 2967660 1 22 gi|219846946 


Gammaproteobacteri 


Gammaproteobacteria; 


2973936 29754 


219856823 


219856822 


219856821 


E 


219856816 


219846942 
sequence 
a; 


219846941 
sequenc 


219846940 


Enterobacteriaceae; 


nterobacteriaceae; 


Enterobacteriaceae; 


Pseudomonadales; 


e 2972376 29738 
Pseudomonadales; 


58 Enterobacter aerogenes Bacteria; 
Enterobacter. 
ref|NR_024642.1| Enterobacter amnigenus 
57 Enterobacter amnigenus Bacteria; 
aceae; Enterobacter. 
ref|NR_024641.1| Enterobacter gergoviae 
57 Enterobacter gergoviae Bacteria; 
Enterobacter. 

ref|NR_024640.1| Enterobacter asburiae 
29 Enterobacter asburiae Bacteria; 


Enterobacter; Enterobacter 
ref|NR_024635.1| Colwellia maris strain 
llia maris Bacteria; Proteobacteria; 


ref|NR_026538.1| Dickeya paradisiaca 
69 Dickeya paradisiaca Bacteria; 
Dickeya. 
ref|NR_026534.1] Pseudomonas 

2970861 2972325 Pseudomonas 
Pseudomonadaceae; 
ref |NR_026533.1] Pseudomonas 
85 Pseudomonas 
Pseudomonadaceae; 
Pseudomonas cichorii 


ref |NR_026532.1 


29 Pseudomonas cichorii Bacteria; 


Pseudomonas. 


Gammaproteobacteria; Pseudomonadales; P 


seudomonadaceae; 


342952 Bacteria_16S 
strain 087-AZ-H 1 
Proteobacteria; 
342952 Bacteria_16S 
strain LS-13 16S 
Proteobacteria; 

342952 Bacteria_16S 


strain 441-1 16S ribosomal RNA, partial sequence 


2990549 2990570 1 


2992085 2992106 1 


2993576 2993597 1 


22 


22 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 


22 


gi 


6S ribosomal RNA, partial sequence 2989207 29906 
Gammaproteobacteria; Legionellales; Leg 


gi 


2990709 29921 


gi 


219846930 


ionellacea 
219846929 


ionellacea 
219846928 


ref |NR_026522.1 


e; Legionella. 
ref|NR_026521.1 


e; Fluoribacter. 


ref 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Fluoribacter gormanii 


58 Fluoribacter gormanii Bacteria; 


NR_026520.1 


Legionella brunensis 


2992209 2993681 Legionella brunensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


342952 Bacteria_ 
caldus strain KU 16S ribosomal RNA, partial sequence 2996783 29982 


16S 2998144 2998165 1 22 


gi 


219846925 


ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 


Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 
342952 Bacteria_16S 3004329 3004350 1 22 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
342952 Bacteria_16S 3010319 3010340 1 22 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

342952 Bacteria_16S 3014868 3014889 1 22 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

342952 Bacteria_16S 3026828 3026849 1 22 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
342952 Bacteria_16S 3054358 3054379 1 22 gi|219846886|ref|NR_026478.1| Formivibrio citricus 


strain CreCitl 16 
B 


Proteobacteria; 


342952 Bacteria_ 
dicarboxylicus st 
dicarboxylicus Ba 


Propionivibrio. 


342952 Bacteria_ 
dextrinosolvens s 
dextrinosolvens B 


Succinivibrio. 


342952 Bacteria_ 
amylolytica strai 
amylolytica Bacte 


Succinimonas. 


342952 Bacteria_ 
strain AX39 16S r 
B 
342952 Bacteria_ 
mechernichensis s 


Proteobacteria; 


mechernichensis B 
342952 Bacteria_ 
mediterraneus str 
mediterraneus Bac 


Sulfitobacter. 


342952 Bacteria_ 
strain K 16S ribo 


Bacteria; 


342952 Bacteria_ 
caribensis strain 
caribensis Bacter 
342952 Bacteria_16S 
multipotens strai 
Proteob 
342952 Bacteria_16S 
amylophilus strai 
Proteob 
342952 Bacteria_16S 
strain N2 16S rib 
Proteobacteria; Alphapro 
342952 Bacteria_16S 
strain N1 16S rib 
Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 


Bacteria; 


Bacteria; 


strain DSM 12081 
Proteobacteria; 


Psychromonas. 


342952 Bacteria_16S 


B 
342952 Bacteria_16S 
antarctica strain 
antarctica Bacter 


S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
16S 3055904 3055925 1 22 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


16S 3057417 3057438 1 22 gi 
train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


16S 3058957 3058978 1 22 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
16S 3060454 3060475 1 22 
ibosomal RNA, partial sequence 


gi 


16S 3061995 3062016 1 22 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
16S 3063467 3063488 1 22 gi 


ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
16S 


3072332 3072353 1 22 


gi 


16S 3075293 3075314 1 22 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
16S 3078346 3078367 1 22 gi 
MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
3079842 3079863 1 22 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3096466 3096487 1 22 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3108387 3108408 1 22 gi 
osomal RNA, complete sequence 
teobacteria; Rhodobacterales; R 
3109852 3109873 1 22 gi 
osomal RNA, complete sequence 
Rhodobacterales; R 
3114418 3114439 1 22 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Rhodocyclales; Rhod 
3117497 3117518 1 22 gi 
star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


3119011 3119032 1 22 


3052993 30544 


er 
1 


er 


se 
ct 


se 
ia 


eq 
te. 


s 
er 


ri 


en 
al 


ue 


’ 


en 
el 


en 


da 


ho 


ho 


Oc 


ue 
a; 


219846885 


219846884 


219846883 


219846882 
3059104 30605 
etaproteobacteria; Rhodocyclales; Rhodoc 
219846881 


219846880 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
342952 Bacteria_ 
limneticum strain 
Proteob 


219846872 


219846870 


219846869 


219846858 


219846850 


3107102 31085 


219846849 
3108566 31099 


219846846 


219846844 


Formivibrio. 
ref |NR_026477.1 
sequence 3054533 305602 
ia; Rhodocyclales; Rhodo 


iaceae; 


ref|NR_026476.1 
3056079 305754 
romonadales; Suc 


quence 
eria; Ae 


ref|NR_026475.1 
3057592 305905 
nadales; Succin 


quence 
Aeromo 


, 


ref |NR_026474.1 


; Thauera. 
ref |NR_026473.1 

3060645 306213 
docyclales; 
ref |NR_026472.1 
equence 3062186 306360 
ia; Rhodobacterales; Rho 


yclaceae 


uence 


ria; Rho 


ref |NR_026466.1 
locella palustri 
e; Methylocella. 
ref |NR_026464.1 
ce 3073912 3075441 Ferrib 
es; Rhodocyclaceae; Ferr 
ref |NR_026462.1 
nce 3076975 307840 
Burkholderiales; Burkhol 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026442.1 


nckiacea 


ce 30784 
lales; D 


ce 30950 
les; Suc 


dobacteracea 


ref 


e; Rhodovulu 
NR_026441.1 
dobacteraceae; Rhodovul 
ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026436.1 
nce 116131 311762 
Alteromonadales; Psychr 


31130 
yclaceae 


Ww 


gi 


219846843 


ref 


Rhodocyclaceae; 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Succinimonas 
3 Succinimonas 


ivibrionaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 

Thauera. 
Sulfitobacter 

0 Sulfitobacter 
dobacteraceae; 


Methylocella palustris 
s Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 
Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Desulfurella 

urella multipotens 
Desulfurella. 
Ruminobacter 

bacter amylophilus 
Ruminobacter. 
Rhodovulum robiginosum 


, 


15 Rhodovulum robiginosum Bacteria; 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
um. 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Psychromonas 
9 Psychromonas 


omonadaceae; 


Gluconacetobacter 


NR_026435.1 


intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


342952 Bacteria_16S 
strain A901/1 16S 
Proteobacteria; Alphapro 
342952 Bacteria_16S 
pontiacus ChLG-10 
Proteob 
342952 Bacteria_16S 
DSM 11303 16S rib 
Deinococcus-Thermus; 
342952 Bacteria_16S 
pedioforme strain 
pedioforme Bacter 
342952 Bacteria_16S 
16S rib 
Actinobacteria; Actinoba 
342952 Bacteria_16S 
heliothermus stra 
heliothermus Bact 


Bacteria; 


strain DSM 44267 


Antarctobacter. 


342952 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphapro 
342952 Bacteria_16S 


strain YH-15 16S 
Firmicutes; 


proteolyticus Bac 


342952 Bacteria_16S 


strain DSM 3963 1 


Deinococcus-Thermus; 
342952 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; 


strain DSM 11363 
Proteobacteria; 


strain LMG 471 16 
Proteobacteria; 


strain LMG 8678 1 
Proteobacteria; 


strain LMG 947 16 
Proteobacteria; 


strain LMG 673 16 
Proteobacteria; G 


342952 Bacteria_16S 


vesicatoria strai 
vesicatoria Bacte 
Xanthomonas. 


342952 Bacteria_16S 


strain LMG 690 16 
Proteobacteria; G 


342952 Bacteria_16S 


strain LMG 733 16 
Proteobacteria; G 


342952 Bacteria_16S 


strain LMG 847 16 
Proteobacteria; G 


342952 Bacteria_16S 


Lacto 
342952 Bacteria_16S 
radiophilus strai 
radiophilus Bacte 
342952 Bacteria_16S 
radiodurans strai 
radiodurans Bacte 
342952 Bacteria_16S 
proteolyticus str 


G 
342952 Bacteria_16S 


G 
342952 Bacteria_16S 


G 
342952 Bacteria_16S 


osomal 


DSM 38 
ia; 


in EL-2 
eria; 


172 16S 


n DSM 2 
ria; 


n DSM 2 
ria; 
teria; 


6S ribo 
Dei 


riboso 
ammapro 


16S rib 
ammapro 


S ribos 
ammapro 


6S ribo 


Gammapro 
342952 Bacteria_16S 


S ribos 


Gammapro 
342952 Bacteria_16S 


S ribos 
ammapro 


n LMG 9 
ria; Pr 
S ribos 


ammapro 


S ribos 
ammapro 


S ribos 
ammapro 


riboso 


Dei 


Pro 


P 


De 


De 


3135372 3135393 1 
mal RNA, partial sequence 


teobacteria; 


bosomal 


v 


nococci; 


3164239 3164260 1 


teobacteria; 


les; 


nococci; 


teobacteria; 


3178011 3178032 1 


teobacteria; 


3182506 3182527 1 
omal RNA, partial sequence 


teobacteria; 


3184058 3184079 1 


teobacteria; 


3185610 3185631 1 
omal RNA, partial sequence 


teobacteria; 


3187162 3187183 1 
omal RNA, partial sequence 


teobacteria; 


3188714 3188735 1 


3190266 3190287 1 
omal RNA, partial sequence 


teobacteria; 


3191818 3191839 1 
omal RNA, partial sequence 


teobacteria; 


3193370 3193391 1 
omal RNA, partial sequence 


teobacteria; 


3194920 3194941 1 


oteobacteria; 


22 


Rhodobacterales; 
3144448 3144469 1 

16S ri 
acteria 


22 


RNA, partial sequence 
Alphaproteobacteria; Rhodobac 
3147458 3147479 1 

RNA, partial sequence 
Deinococcales; 
3150535 3150556 1 


22 


22 


02 16S ribosomal RNA, partial s 
teobacteria; Gammaproteobacteri 
3153689 3153710 103 


124 


osomal RNA, partial sequence 3152235 31537 
cteridae; Actinomycetales; Micr 
3162776 3162797 1 


22 


19 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


22 


ribosomal RNA, partial sequenc 
Rhodobacterales; 
3165825 3165846 1 
ribosomal RNA, 
bacilla 


22 


partial sequence 
Lactobacillaceae; 
3167332 3167353 1 

0551 16S ribosomal 
inococcus-Thermus; 
3168848 3168869 1 

0539 16S ribosomal 
inococcus-Thermus; 
3170364 3170385 1 

ain DSM 


22 


22 


22 


20540 16S ribosomal RNA, parti 
Deinococcus-Thermus; 
3171881 3171902 1 


22 


somal RNA, partial sequence 3170548 31720 
Deinococcales; 
3173416 3173437 1 
mal RNA, partial sequence 


22 


Chromatiales; 
22 


osomal RNA, partial sequence 3176631 31781 


Pseudomonadales; 
22 


Xanthomonadales; 
22 


somal RNA, partial sequence 3182688 31841 


Xanthomonadales; 
22 


Xanthomonadales; 
22 


Xanthomonadales; 
22 


22 


Xanthomonadales; 
22 


Xanthomonadales; 
22 


Xanthomonadales; 
22 


Deinoco 


Lactobac 


RNA, partial 
Deinococci; 


RNA, partial 
Deinococci; 
Deinococci; 


Deinoc 


Chr 


gi 


gi 
11 16S ribosomal RNA, partial s 
Gammaproteobacter 


gi 


gi 


gi 


gi 


gi|219846832 
3134094 31355 
Rhodobacter 
gi|219846826 
31431 
terales; R 
gi|219846824 
3146120 31475 
ccaceae; D 
219846822 
equence 
a; Chromat 
219846820 


gi 


gi 


oc 
219846814 
equence 
ria; Rho 


gi 
do 


219846813 
e 31629 
Rhodobacter 
gi| 219846812 
3164429 31659 
illus. 
219846810 
sequence 
Deinococca 
219846809 
sequence 
Deinococca 
219846808 
al sequenc 
; Deinococ 
219846807 


gi 


gi 


gi 


gi 


gi 


occaceae; D 
gi|219846806 
3172065 31735 
omatiaceae; 
gi| 219846803 


Pseudomonad 
gi| 219846800 
3181138 31826 
anthomonad 
219846799 


Xx 
gi 


Xanthomonad 
gi|219846798 
3184240 31857 
anthomonad 
219846797 
3185792 31872 
anthomonad 
219846796 
equence 

ia; Xantho 


xX 


xX 


, 


219846795 
3188896 31903 
anthomonad 
219846794 
3190448 31919 
anthomonad 
219846793 
3192000 31935 
anthomonad 
219846792 


xX 


xX 


xX 


mona: 


ref |NR_026424.1 
aceae; Paracoccu 
ref |NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026416.1 
einococcus. 
ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
ref|NR_026412.1 


; In 
ref 


trasporangia 
NR_026406.1 
161511 316291 
bacterales; Rhod 


Ww 


ref |NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref|NR_026404.1 
45 Lactobacillus 
ref |NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
les; Deinococcac 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026399.1 


Ww 


les; 
ref 


Ww 


eino 
ref 


coccus. 
NR_026398.1 


Thi 
ref 


orhodococcus 
NR_026395.1 


acea 
ref 


e; Pseudomon 
NR_026392.1 


acea 
ref 


e; Xanthomon 
NR_026391.1 


acea 
ref 


e; Xanthomon 
NR_026390.1 


acea 
ref 


e; Xanthomon 
NR_026389.1 


acea 
ref 


e; Xanthomon 
NR_026388.1 
187344 318884 
dales; Xanth 


Ww 


ref |NR_026387.1 


acea 
ref 


e; Xanthomon 
NR_026386.1 


acea 
ref 


e; Xanthomon 
NR_026385.1 


acea 
ref 


e; Xanthomon 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


s. 
Sulfitobacter 

obacter pontiacus 
Sulfitobacter. 
Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
occineae; 


ceae; Terracoccus. 
Antarctobacter 

0 Antarctobacter 

obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Lactobacillus kunkeei 
kunkeei Bacteria; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 

Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 
Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 
Xanthomonas melonis 


NR_026384.1 


strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


342952 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; G 


342952 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


342952 Bacteria_16S 


strain IFO 10550 
Proteobacteria; A 


342952 Bacteria_16S 


strain IFO 15498 
Proteobacteria; A 


342952 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


3196472 3196493 1 22 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3205379 3205400 1 22 gi 
ibosomal RNA, partial sequence 
rochaetales; 
3209878 3209899 1 


gi 


22 gi 


lphaproteobacteria; 
3211370 32113911 


Sphingomonadales; 
22 gi 


lphaproteobacteria; Sphingomonadales; 
3222004 3222025 1 22 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


3195102 31966 
thomonad 


3204032 32054 
Spirochaetaceae; Treponema. 


16S ribosomal RNA, partial sequence 3208570 32100 


16S ribosomal RNA, partial sequence 3210062 32115 


219846791 


an 
219846785 


219846782 


Sphingomon 
219846781 


Sphingomon 
219846773 
ence 32206 
riales; Ox 


ref |NR_026383.1| Xanthomonas vasicola 
03 Xanthomonas vasicola Bacteria; 
aceae; Xanthomonas. 

ref|NR_026377.1| Treponema amylovorum 
74 Treponema amylovorum Bacteria; 


ref |NR_026374.1 
11 Sphingomonas mali Bacteria; 
adaceae; Sphingomonas. 

ref |NR_026373.1| Sphingomonas 
03 Sphingomonas pruni Bacteria; 
adaceae; Sphingomonas. 
ref|NR_026365.1| Janthinobacterium 
51 3222119 Janthinobacterium lividum 
alobacteraceae; Janthinobacterium. 


Sphingomonas mali 


pruni 


342952 Bacteria_16S 3223523 32235441 22 gi|219846772|ref|NR_026364.1| Janthinobacterium 
agaricidamnosum strain Wl1lr3 16S ribosomal RNA, partial sequence 3222170 3223638 Janthinobacterium 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Janthinobacterium. 

342952 Bacteria_16S 3228043 3228064 1 22 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 3262726 3262747 1 22 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

342952 Bacteria_16S 3268714 3268735 1 22 gi|219846742|ref|NR_026334.1| Legionella lytica 
strain L2 16S ribosomal RNA, partial sequence 3267345 3268825 Legionella lytica Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

342952 Bacteria_16S 3270247 3270268 1 22 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 
strain Feox-1 16S ribosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 

342952 Bacteria_16S 3271819 3271840 1 22 gi|219846740|ref|NR_026332.1| Shigella dysenteriae 
strain ATCC 13313 16S ribosomal RNA, partial sequence 3270447 3271933 Shigella dysenteriae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella. 

342952 Bacteria_16S 3273357 3273378 1 22 gi|219846739|ref|NR_026331.1| Shigella flexneri 
strain ATCC 29903 16S ribosomal RNA, partial sequence 3271984 3273471 Shigella flexneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella. 

342952 Bacteria_16S 3290012 3290033 1 22 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3291537 3291558 1 22 gi| 219846727 |ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3293089 32931101 22 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3294641 3294662 1 22 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

342952 Bacteria_16S 3296191 3296212 1 22 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

342952 Bacteria_16S 3299243 3299264 1 22 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain $5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

342952 Bacteria_16S 3300751 3300772 1 22 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

342952 Bacteria_16S 3312866 3312887 1 22 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

342952 Bacteria_16S 3320510 3320531 1 22 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

342952 Bacteria_16S 3350884 3350905 1 22 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 
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ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobact 
ref |NR_026207.1 

3441331 344279 
omonadales; Mor 


ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026201.1 


ref|NR_026166.1 


e 


a 


Acinetobacter junii 
junii Bacteria; 
ae 

Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Thermotoga elfii 


89 Thermotoga elfii Bacteria; 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
342952 Bacteria_16S 3523292 3523313 1 22 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

342952 Bacteria_16S 3547959 3547980 103 124 gi| 219846545 |ref|NR_026137.1| Porphyromonas cansulci 
strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

342952 Bacteria_16S 3549493 3549514 103 124 gi|219846544|ref|NR_026136.1| Porphyromonas 
cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 3548038 3549521 Porphyromonas 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
342952 Bacteria_16S 3553985 3554006 1 22 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

342952 Bacteria_16S 3557099 3557120 1 22 gi|219846538|ref|NR_026130.1| Zoogloea ramigera 
strain 106 16S ribosomal RNA, partial sequence 3555718 3557247 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

342952 Bacteria_16S 3558699 3558720 1 22 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 3560179 3560200 1 22 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 3561694 3561715 1 22 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 3566180 3566201 1 22 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 3567686 3567707 1 22 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 3569191 3569212 1 22 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

342952 Bacteria_16S 3570643 3570664 1 22 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

342952 Bacteria_16S 3575189 3575210 1 22 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

342952 Bacteria_16S 3587380 3587401 1 22 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 
strain JB13 16S ribosomal RNA, partial sequence 3585997 3587456 Methylomonas fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

342952 Bacteria_16S 3588915 3588936 1 22 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

342952 Bacteria_16S 3590468 3590489 1 22 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 3590619 Ideonella dechloratans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 

342952 Bacteria_16S 3592000 3592021 1 22 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

342952 Bacteria_16S 3598128 3598149 1 22 gi|219846509|ref|NR_026101.1| Clostridium 


lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 
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tepidum Bacteria; 
ldum. 

Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Shewanella 

0 Shewanella 

Shewanella. 
Shewanella 

5 Shewanella 

wanellaceae; Shewanella. 

Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 
Brenneria salicis 

ria salicis ATCC 15712 

eae; Brenneria. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 

Octadecabacter 


3681864 3683252 Octadecabacter arcticus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 


342952 Bacteria_16S 


hansonii strain AM6 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methyloc 


Bacteria; 
342952 Bacteria_16S 


porcinus strain NM319 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Pasteure 


Bacteria; 
342952 Bacteria_16S 


strain CKK 16S ribosomal RNA, 


Tenericutes; Moll 
342952 Bacteria_16S 


strain E-37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


342952 Bacteria_16S 


halophilus strain DSM 6132 16S ribosomal RNA, partial s 
halophilus Bacteria; Proteobacteria; Gammaproteobacteri 


Halothiobacillus. 
342952 Bacteria_16S 


strain A089 16S ribosomal RNA, partial sequence 


Proteobacteria; 
342952 Bacteria_16S 


strain A089 16S ribosomal RNA, partial sequence 


Proteobacteria; 
342952 Bacteria_16S 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial se 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycopl 


342952 Bacteria_16S 


strain 275c 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
342952 Bacteria_16S 


strain PG43 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
342952 Bacteria_16S 


strain R001 16S ribosomal RNA, partial sequence 


Proteobacteria; 
342952 Bacteria_16S 


Bacteria; 
342952 Bacteria_16S 
strain 34-P 16S r 
Proteobacteria; 
342952 Bacteria_16S 
strain S51-W 16S 
Proteobacteria; 

342952 Bacteria_16S 
strain PS-1 16S r 
Proteobacteria; 
342952 Bacteria_16S 


strain PS6 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
342952 Bacteria_16S 


strain B62 16S ribosomal 


Proteobacteria; 
342952 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 
342952 Bacteria_16S 


salegens strain DSM 5424 


salegens Bacteria; 
342952 Bacteria_16S 


hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chr 
Halothiobacillus. 

342952 Bacteria_16S 3824458 3824479 1 22 gi| 219846347 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; P 
Haemophilus. 

342952 Bacteria_16S 3825989 3826010 1 22 gi| 219846346 
strain NCTC 3438 16S ribosomal RNA, complete sequence 38245 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
342952 Bacteria_16S 3832064 3832085 1 22 gi|219846341 


strain 
Bacteria; 


Bacteroidetes; 


3693777 3693798 1 


3696738 3696759 1 


3716251 3716272 1 


3717683 3717704 1 


3719227 3719248 1 


3750231 3750252 1 


Gammaproteobacteria; Vibrionales; Vibri 


3750320 3750349 91 


3751767 3751788 1 


3753283 3753304 1 


3756308 3756329 1 


3771329 3771350 1 


3784948 3784969 1 


3795451 3795472 1 


ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Coma 


3796968 3796989 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Col 


3798495 3798516 1 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pis 


3800005 3800026 1 


3810558 3810579 1 


RNA, 


3813713 38137341 


3815321 3815342 103 


3816786 3816807 1 


complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


complete sequence 
Gammaproteobacteria; 


22 gil2 


22 gil2 


22 gi 


22 gi 


22 gi 
a; 


22 gi 


120 gi 


onaceae; Vibrio. 

22 gi|219846398|ref|NR_025989.1 
quence 3750418 375189 
asmataceae; Mycoplasma. 

22 gi| 219846397 |ref|NR_025988.1 


22 gi 


22 gi 


22 gi 


22 gi 


22 gi 


22 gi 


ci 


22 gi 


22 gi 


P 
gi 


se 
22 


Gammaproteoba 
124 gi 


Flavobac 


22 gi 


ce 
llales; 
219846426 
3714904 37163 


219846425 
3716418 37177 
ho 


219846401 
3748871 37503 
onaceae; 
219846401 
3748871 37503 
Gammaproteobacteria; Vibrionales; Vibri 


3751943 37534 
icutes; Mycoplasmataceae; Mycoplasma. 
219846395 
3754983 37564 
icutes; Mycoplasmataceae; Mycoplasma. 
219846384 
3769978 37714 
Betaproteobacteria; Burkholderiales; Bu 


219846367 
3794096 37955 


219846366 
3795600 37970 


219846364 
3797117 37986 


219846363 
3798661 38001 
icutes; Mycoplasmataceae; Mycoplasma. 
219846356 
3809177 38107 
Pseudomonadales; 
219846354 
CECT 4199 16S ribosomal RNA, par 
Proteobacteria; 


219846353 
16S ribosomal RNA, partial seque 
Flavobacteria; 
219846352 
hydrothermalis strain R3 16S ribosomal RNA, partial seque 


19846442 


19846439 


plasma. 


monadace 


welliace 


ricketts 


udomonad 
tial seq 
cteria; 
nce 


teriales 


nce 


36924 


occales; Methy 


36953 
Pasteurellaceae; 


ref |NR_026033.1 
15 3693865 Methyl 
lococcaceae; 


ref|NR_026030.1 


ref|NR_026017.1 


ref|NR_026016.1 
Sagittula 
ref|NR_026015.1 

3717841 371934 
s; Halothiob 


ref |NR_025992.1 


ref |NR_025992.1 


ref|NR_025986.1 


ref|NR_025975.1 
Ralstonia. 
ref|NR_025965.1 
21 3785045 Mycopl 
ref|NR_025958.1 
Polaromonas. 
NR_025957.1 


ae; 
ref 


Colwellia. 
NR_025955.1 


ae; 
ref 


iaceae; Cyclocla 
ref|NR_025954.1 


ref|NR_025947.1 
aceae; 
ref|NR_025945.1 
uence 381232 
Aeromonadales; 


NR_025944.1 
3813879 381534 


NR_025943.1 
3815400 381690 
omatiales; 


ref |NR_025938.1 
3823071 382454 
asteurellales; 


ref |NR_025937.1 


steurellaceae; 


avobacteriaceae; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Actinobacillus 


71 3696836 Actinobacillus porcinus 
Actinobacillus. 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 
dobacteraceae; 
219846424 
equence 

Chromatiale 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 
Vibrio 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 
rkholderiaceae; 
219846374 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 37836 
Tenericutes; Mollicutes; Mycoplasmataceae; Myco 


Mycoplasma 
asma leonicaptivi 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 
Pseudomonas. 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Salegentibacter 
9 Salegentibacter 
Salegentibacter. 
Halothiobacillus 
3 Halothiobacillus 


Halothiobacillaceae; 


Haemophilus 
7 Haemophilus 


Pasteurellaceae; 


Avibacterium volantium 


98 3826078 Avibacterium volantium 
Avibacterium. 


ref |NR_025931.1 


Ruminococcus 


flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 


Bacteria; Firmicutes; 


Clostridia; 


Clostridiales; 


Ruminococcaceae; 


Ruminococcus. 


342952 Bacteria_ 


strain ATCC 27255 
Clost 


Firmicutes; 
342952 Bacteria_ 


strain C-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
342952 Bacteria_ 


strain 62 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Oceanospirillales; 


16S 3833494 3833515 1 22 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 


16S 3836407 3836428 1 22 gi 


16S 3837937 3837958 1 22 


gi 


H 


219846340 

38321 
Ruminococ 
219846338 
3835060 38365 
alomonadaceae; 
219846337 
3836584 38380 


ref|NR_025930.1 
cus. 

ref|NR_025928.1 
Halomona 


ref|NR_025927.1 


Ruminococcus bromii 


73 3833552 Ruminococcus bromii Bacteria; 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
s. 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

342952 Bacteria_16S 3839483 3839504 1 22 gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
342952 Bacteria_16S 3842534 3842555 1 22 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

342952 Bacteria_16S 3844153 3844174 103 124 gi|219846333|ref|NR_025923.1| Flavobacterium 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 3844177 Flavobacterium 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
342952 Bacteria_16S 3854616 3854637 1 22 gi|219846326|ref|NR_025916.1| Leptothrix discophora 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 3854730 Leptothrix discophora Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 

342952 Bacteria_16S 3856139 3856160 1 22 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

342952 Bacteria_16S 3859108 3859129 1 22 gi|219846323|ref|NR_025913.1| Mycoplasma gallinaceum 


strain DD 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
342952 Bacteria_16S 
F275 16S ribosoma 


Lactobacillales; 


342952 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; 


Tenericutes; Moll 


342952 Bacteria_16S 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
stercoraria Bacte 
342952 Bacteria_16S 


strain N 155 16S 
Proteobacteria; 


Betaproteobacteri 


342952 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


342952 Bacteria_16S 


strain F9251 16S 


342952 Bacteria_16S 
strain B9 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
3899198 3899219 1 22 gi|219846296|ref|NR_025886.1 
3897893 38992 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 
342952 Bacteria_16S 3900667 3900688 1 22 gi| 219846295 |ref|NR_025885.1 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 39007 


B 
342952 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 
3862163 3862184 1 22 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 


3875957 3875978 1 22 gi 


3885259 3885280 1 22 


gi 
icutes; Mycoplasmataceae; Mycoplasma. 
3888415 3888436 1 22 gi 


ria; Proteobacteria; Betaproteobacteri 
3889952 3889973 1 22 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3891489 3891510 1 22 gi 


a; 


a; Neisseriales; Neisseriaceae; Kingella 
3893020 3893041 1 22 gi 
strain DSM 735 16S ribosomal RNA, compl 


Bacteria; Proteobacteria; 


3894539 3894560 1 22 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


342952 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


342952 Bacteria_16S 
strain Gl 16S ribosomal RNA, partial sequence 


Proteobacteria; 


thiocyanatus stra 
thiocyanatus Bact 
Paracoccus. 


342952 Bacteria_16S 


strain DM-82 16S 


Gammaproteobacteria; Enterobacteriales; 
342952 Bacteria_16S 


3906770 3906791 1 
ain L-1 16S ribosomal RNA, 
teria; Proteobacteria; 


22 gi 
complete sequ 
Gammaproteobacter 


3914272 3914293 1 22 


gi 
E 
3937040 3937061 1 22 gi 
in THI 011 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


se 
ri 


3938474 3938495 1 22 gi 


er 


pa. 


er 


Gammaproteoba 


3857775 38592 


219846321 
3860745 3862279 Lactobaci 


219846312 
6S ribosomal RNA, partial sequence 3874615 38761 
Betaproteobacteria; Neisseriales; Neiss 
342952 Bacteria_16S 
strain BVl 16S ribosomal RNA, partial sequence 


219846304 
rtial sequence 
Neisser 
219846302 
3888563 38900 
iaceae; 

219846301 
3890099 3891585 Kinge 


219846300 
ete sequence 
cteria; 


219846299 
3893217 38946 


ence 
ia; 


219846285 
3912908 39143 
nterobac 
219846268 
quence 

Rhodobacterales; 


a; 


219846267 


ribosomal RNA, partial sequence 


iaceae; 
219846306 
3883911 38853 


dobacter 
219846291 


Pseudomonadales; 


ref|NR_025911.1 


llus reuteri 
ref |NR_025902.1 


seria. 
NR_025896.1 


Neis 
ref 


ref |NR_025894.1 
388702 
s; Neisseri 


NR_025892.1 


iale 
ref 


seria. 
NR_025891.1 
oralis Bacte 


Neis 
ref 
lla 


ref|NR_025890.1 
389163 
Oceanospirillale 


ref|NR_025889.1 


aceae; 
ref |NR_025881.1 

3905392 390691 
Pse 
ref|NR_025875.1 
teriaceae; Xenor 
ref|NR_025858.1 

3935756 393713 
Rhod 


aceae; 


05 Mycoplasma gallinaceum Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
Vitreoscilla. 
Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Kingella oralis strain 
ria; Proteobacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
Roseibium. 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Paracoccus 
9 Paracoccus 
obacteraceae; 


ref|NR_025857.1 


Paracoccus aminovorans 


3937190 3938574 Paracoccus aminovorans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


342952 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


342952 Bacteria_16S 


strain OP 16S rib 


organovorum strai 
Bacteria; Proteob 


342952 Bacteria_16S 


strain PW2 16S ri 


strain Lhet2 16S 


strain KLB 16S ri 


strain 101 16S ri 


strain DSS12 16S 


Proteobacteria; G 


342952 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; G 


342952 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


342952 Bacteria_16S 


strain MB-G2 16S 


strain ATH 2.2.1 


Proteobacteria; B 


342952 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; B 


342952 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


342952 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


342952 Bacteria_16S 


denitrificans str 
denitrificans Bac 


342952 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


342952 Bacteria_16S 


strain gal 1261 1 
Proteobacteria; A 


342952 Bacteria_16S 


strain CL-SP19 16 
Proteobacteria; G 


342952 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


342952 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


342952 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


342952 Bacteria_16S 


strain 25-4 16S r 


3939933 39399541 22 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3942836 3942857 1 
osomal RNA, partial sequence 


22 gi 


3944297 3944318 1 22 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3945756 3945777 1 22 gi 
bosomal RNA, partial sequence 


3947217 3947238 1 22 
ribosomal RNA, partial sequence 


gi 


3948682 3948703 1 22 
bosomal RNA, partial sequence 


gi 


3950138 3950159 1 22 
bosomal RNA, partial sequence 


gi 


3951673 3951694 1 22 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
3953231 3953252 1 22 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
3954687 3954708 1 22 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3956124 3956145 1 22 gi 
ribosomal RNA, partial sequence 


gi 


Ss 
gi 


3962180 3962201 1 22 


gi 
etaproteobacteria; Burkholderiales; Ru 
3963687 3963708 1 22 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3965197 3965218 1 22 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3966653 3966674 1 22 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3972538 3972559 1 22 gi 
ain AS-Pl 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
3974039 3974060 1 22 gi 


etaproteobacteria; Burkholderiales; Ox 
3981065 3981086 1 22 gi 


lphaproteobacteria; Rhizobiales; Rhizo 
3984099 3984120 1 22 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
3995953 3995974 1 22 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

3997444 3997465 1 22 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


3998938 3998959 1 22 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


3941522 39429 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
342952 Bacteria_16S 


3944448 39458 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
342952 Bacteria_16S 
3945905 39473 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
342952 Bacteria_16S 
3947368 39487 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
342952 Bacteria_16S 
3948831 39502 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
342952 Bacteria_16S 
3950287 39517 


3951843 39533 


3954838 39562 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
342952 Bacteria_16S 
16S ribosomal RNA, partial sequence 3960828 39622 


3962329 39637 


3963836 39652 


16S ribosomal RNA, partial sequence 3972687 39741 


6S ribosomal RNA, partial sequence 3979744 39812 


3982735 39841 


3994645 39960 


219846266 
equence 
a; Rhizobi 


219846264 


Acetobacte 
219846263 
nce 39429 
rillales; 

219846262 


Acetobacte 
219846261 


Acetobacte 
219846260 


Acetobacte 
219846259 


Acetobacte 
219846258 


hewanellac 
219846257 


oritellace 
219846256 
ence 39533 
terales; R 
219846255 


hodobacter 
219846251 


brivivax. 
219846250 


mamonadace 
219846249 


ocyclaceae 
219846248 
sequence 
a; Sphingo: 


219846244 
equence 

ria; Burkh 
219846243 


alobactera 
219846238 


biaceae; R 
219846236 


diomarinac 
219846228 


Erythrobac 
219846227 
uence 

a; 


219846226 
quence 
ia; Sphing 


v 


4000442 4000463 1 22 
ibosomal RNA, partial sequence 


gi 


’ 


Sphingomona 


219846225 


ales 


ref 


ref 


mona 


ref 


olde 
ref 


ceae; 
ref 


omon 


ref 


3938625 39400 
Methyloba 


v 


ae; Acidiph 
obacteracea 
ae; Acidoce 
ae; Acidiph 
ae; Acidiph 
ae; Acidoce 
Shewanella 
Moritella. 

bacteraceae 


e; Rhodovul 


Rhodocyclus. 


3965346 39667 
dales; Sphi 


3971185 39726 
riales; 


’ 


bium/Agroba 


Idiomarina 


ceae; Eryth 
3996136 39 


dales; E 


975 
ryt 


3997630 39 
adales; 


990 
Ery 


NR_025856.1 


NR_025854.1 
34 Acidiphilium 
race 
ref|NR_025853.1 
85 3944397 Acidi 
Acet 
ref|NR_025852.1 
54 Acidocella facilis Bacteria; 
race 
ref|NR_025851.1 
17 Acidiphilium 
race 
ref|NR_025850.1 
80 Acidiphilium 
race 
ref|NR_025849.1 
36 Acidocella aminolytica Bacteria; 
race 
ref |NR_025848.1 
92 Shewanella violacea Bacteria; 
eae; 
ref|NR_025847.1 
48 Moritella japonica Bacteria; 
ae; 
ref |NR_025846.1 
99 3954787 Rhodo 
hodo 
ref|NR_025845.1 
24 Rhodovulum strictum Bacteria; 
acea 
ref |NR_025841.1 


78 Rubrivivax gelatinosus Bacteria; 


NR_025838.1 


NR_025834.1 


Coma: 
NR_025833.1 
37 Duganella zoogloeoides Bacteria; 
Duganella. 
NR_025828.1 
09 Rhizobium galegae Bacteria; 
hizo 
ref |NR_025826.1 
97 Idiomarina seosinensis Bacteria; 
eae; 
ref|NR_025818.1 
85 Erythrobacter 
tera 


NR_025817.1 


NR_025816.1 


NR_025815.1 
3999120 4000501 Silanimonas lenta Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


3 
c 


i 
Pp 
e 
1 
i 
i 


1 


iV 
7 


Uo 


8 
n 


3 


c 


r 


7 
h 


6 
+ 


Methylobacterium 
1 Methylobacterium 
teriaceae; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
; Acidiphilium. 

Acidocella facilis 


la. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


la. 
Shewanella violacea 


Moritella japonica 


Rhodovulum 
ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


m. 
Rubrivivax gelatinosus 


ref|NR_025840.1| Rhodoferax fermentans 
85 Rhodoferax fermentans Bacteria; 

ae; Rhodoferax. 

ref |NR_025839.1| Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Duganella zoogloeoides 


Rhizobium galegae 


terium group; Rhizobium. 
Idiomarina seosinensis 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Silanimonas lenta 


Silanimonas. 


342952 Bacteria_16S 4003412 4003433 1 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibriona 
4007972 4007993 103 
ibosomal RNA, partial sequence 


Bacteria; 
342952 Bacteria_16S 
strain SW-2 16S r 
Bacteroidetes; Sphingobacteria; 


342952 Bacteria_16S 4009442 4009463 1 


strain 848 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; 


Proteobacteria; 
342952 Bacteria_16S 
strain SW-154 16S 
Proteobacteria; 
342952 Bacteria_16S 
daepoensis strain 


4018455 4018476 1 


4019996 4020017 1 


Marinobacter. 
342952 Bacteria_16S 
flavimaris strain 


4021541 4021562 1 


Marinobacter. 


342952 Bacteria_16S 4023085 4023106 1 


alimentarius strain JG-100 16S ribosomal RNA, partial s 


alimentarius Bacteria; 
Psychrobacter. 
342952 Bacteria_16S 
strain SW-120 16S 
Proteobacteria; 
342952 Bacteria_16S 
strain SW-117 16S 
Proteobacteria; 
342952 Bacteria_16S 
aquimaris strain 
Bacteria; 
342952 Bacteria_16S 
strain ATCC 15466 
Proteobacteria; 
342952 Bacteria_16S 
strain TF-22T 16S 
Proteobacteria; 
342952 Bacteria_16S 


Proteobacteria; 


4029124 40291451 


4030674 4030695 1 


4036815 4036836 1 


4038328 4038349 1 


4045847 4045868 1 


4047379 4047400 1 


HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


342952 Bacteria_16S 4053310 40533311 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 


342952 Bacteria_16S 4056301 4056322 1 


strain SS20 16S ribosomal RNA, partial sequence 


Proteobacteria; 
342952 Bacteria_16S 
maritimus strain 
Bacteria; 
342952 Bacteria_16S 


4057787 4057808 1 


4060825 4060846 1 


violaceinigra strain YIM 31327 16S ribosomal RNA, parti 


violaceinigra Bacteria; 
342952 Bacteria_16S 
strain CLN-1 16S 
Proteobacteria; 
342952 Bacteria_16S 
pratensis strain 
Bacteria; 
342952 Bacteria_16S 4101594 4101615 1 
tainanensis strain S1 16S ribosomal RNA, 
Bacteria; Proteobacteria; 
342952 Bacteria_16S 


Proteobacteria; 
4082154 40821751 


4085217 4085238 1 


4104604 4104625 1 


HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


342952 Bacteria_16S 4109164 4109185 1 
strain A828 16S ribosoma 
Proteobacteria; Alphaproteobacteria; 
342952 Bacteria_16S 


4124438 4124459 1 


psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 


Sphingobacteriales; 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Kangiella. 


SW-156 16S ribosomal RNA, partial sequence 


daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteri 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


SW-110 16S ribosomal RNA, partial sequence 40 
Proteobacteria; Alphaproteobacteria; 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Thiomonas. 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonad 


3562 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Gammaproteobacteria; Oceanospirillales; 
TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Betaproteobacteria; 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Tepidimonas. 


F31 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Methylophil 


Betaproteobacteria; Neisseria 


1 RNA, partial sequence 


22 219846223 


40020 


gi 


les; Vibrionaceae; Photoba 

124 gi|219846218|ref|NR_025808.1 
4006528 40080 

Cyclobacteriaceae; Algoriphag 

22 gi|219846217|ref|NR_025807.1 


4008054 40095 
22 gi| 219846211 
4017086 40185 
22 


gi|219846210 


22 gi|219846209 


22 gi| 219846183 
4054980 40563 
Halomonad 
219846182 
40564 
A 
219846180 
al 


22 gi 


22 gi 


22 219846165 


822 


gi 
4080799 40 


Alteromonadales; 


sequence 4059499 406093 
Burkholderiales; 


ref |NR_025813.1 
46 4003543 Photob 


Aeromonas. 
ref|NR_025801.1 


ref|NR_025800.1 
4018632 402012 
Altero: 


ref|NR_025799.1 
4020178 402167 


ref|NR_025773.1 


aceae; Halomonas 
ref|NR_025772.1 


1lteromonadaceae 
NR_025770.1 


ref 


ref|NR_025755.1 


Oxalobacteraceae; 


Photobacterium 
acterium lipolyticum 
cterium. 

Algoriphagus marincola 


03 Algoriphagus marincola Bacteria; 


us. 
Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 
Aeromonadaceae; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 


a; Alteromonadales; Alteromonadaceae; 
22 gi|219846208|ref|NR_025798.1| Psychrobacter 
equence 4021723 4023216 Psychrobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
22 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
4027757 4029255 Shewanella aquimarina Bacteria; 
Shewanellaceae; Shewanella. 
22 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
4029306 4030805 Shewanella marisflavi Bacteria; 
Shewanellaceae; Shewanella. 
22 gi|219846199|ref|NR_025789.1| Erythrobacter 
35507 4036950 Erythrobacter aquimaris 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
22 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
4037001 4038390 Thiomonas intermedia Bacteria; 
22 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
4044490 4045945 Alteromonas litorea Bacteria; 
aceae; Alteromonas. 
22 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
22 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 


28 4053458 Pseudoalteromonas aliena 
seudoalteromonadaceae; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Microbulbifer 


29 4057918 Microbulbifer maritimus 
, 


Microbulbifer. 
Duganella 

7 Duganella 

Duganella. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


22 gi|219846163|ref|NR_025753.1| Methylobacillus 
4083873 4085273 Methylobacillus pratensis 
ales; Methylophilaceae; Methylobacillus. 
22 gi|219846152|ref|NR_025742.1| Chitinibacter 
complete sequence 4100222 4101735 Chitinibacter tainanensis 
les; Neisseriaceae; Chitinibacter. 
22 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 


4103238 4104753 Vibrio ga 


22 gi|219846146|ref|NR_025736.1 
4107869 41092 
Rhizobiales; Bartonellaceae; Bartonella. 
22 gi|219846134|ref|NR_025724.1 


llicus Bacteria; 


Proteobacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Volucribacter 


4123103 4124536 Volucribacter 


psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Volucribacter. 

342952 Bacteria_16S 
halophilus strain JC2043 
halophilus Bacteria; 
Aestuariibacter. 
342952 Bacteria_16S 
salexigens strain JC2042 
salexigens Bacteria; 
Aestuariibacter. 
342952 Bacteria_16S 
haeundaensis strain BC74 
haeundaensis Bacteria; P 
Paracoccus. 
342952 Bacteria_16S 
delicatus strain KMM 358 
delicatus Bacteria; Prot 
Sulfitobacter. 
342952 Bacteria_16S 
strain KMM 3554 16S ribo 


342952 Bacteria_16S 
strain KMM 3809 16S ribo 
Proteobacteria; Gammapro 
342952 Bacteria_16S 
strain LMG 5911 16S ribo 
Proteobacteria; Betaprot 
342952 Bacteria_16S 
insolitus strain LMG 600 
insolitus Bacteria; Prot 
342952 Bacteria_16S 
strain KMM 3823 16S ribo 
Proteobacteria; Gammapro 
342952 Bacteria_16S 
thalassicus strain SC 56 
thalassicus Bacteria; Fi 
342952 Bacteria_16S 
strain PIMN-1 16S riboso 
Tenericutes; Mollicutes; 
342952 Bacteria_16S 
strain G3-29 16S 
Proteobacteria; Gammapro 
342952 Bacteria_16S 
thermodepolymerans strai 
thermodepolymerans Bacte 
Schlegelella. 
342952 Bacteria_16S 
lipolyticus strain SM-19 
lipolyticus Bacteria; Pr 
Marinobacter. 
342952 Bacteria_16S 
strain LMG 5906 16S ribo 
Proteobacteria; Betaprot 


4128964 4128985 1 
Pro 
4130453 41304741 
Pro 


4135003 4135024 1 


4167456 4167477 1 


4168938 4168959 1 


4185900 4185925 93 


4187367 4187388 1 
ribosomal RNA, 


4191975 4191996 1 


4195019 4195040 1 


22 


22 


22 
171 16S 


22 


22 


22 


22 
eobacteria; 
22 


22 


22 


rmicutes; Clostridia; 


118 
mal RNA, partial sequence 
Entomoplasmatales; 
22 
partial sequence 


22 
ria; Proteobacteria; 
22 
oteobacteria; 


22 


eobacteria; 


342952 Bacteria_16S 
ganghwensis Bacteria; Pr 
342952 Bacteria_16S 
translucida Bacteria; Pr 
Pseudoalteromonas. 
342952 Bacteria_16S 


paragorgicola Bacteria; 
Pseudoalteromonas. 
342952 Bacteria_16S 


Leisingera. 
342952 Bacteria_16S 
strain F2R9 16S ribosoma 


4216131 42161521 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial 


4232757 4232778 1 
methylohalidivorans strain MB2 16S ribosomal RNA, partial 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria 


4235811 4235832 1 


22 


oteobacteria; 
22 


oteobacteria; 
22 
Proteobacteria; 


22 


22 
1 RNA, partial sequence 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


ribosomal RNA, partial 
roteobacteria; Alphaproteobacteria; 


4 16S ribosomal RNA, partial sequence 
eobacteria; Alphaproteobacteria; 


somal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; 


somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; Alt 
4176692 4176713 1 
somal RNA, partial sequence 4175338 41767 


3 16S ribosomal RNA, partial sequence 
eobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
4179748 4179769 1 
somal RNA, partial sequence 4178357 41798 
teobacteria; Alteromonadales; Shewanellac 
4184330 41843511 
2 16S ribosomal RNA, partial sequence 
Clostridiales; 


Entomoplasmataceae; E 


teobacteria; Vibrionales; Vibrionaceae; 
4190422 4190443 1 
n K14 16S ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


somal RNA, partial sequence 4193672 41950 
Burkholderiales; Alcaligenace 
4196499 4196520 1 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
4214576 4214597 1 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


Gammaproteobacteria; Alte 


gi|219846131 


219846130 


gi 


219846124 
sequence 


gi 
219846102 


gi 


gi|219846101 


Rhodobacterales; Rhodobacteraceae; 
4170516 4170537 1 


gi|219846100 


gi| 219846096 


Burkholderiales; Alcaligenaceae; 
4178177 4178198 1 


gi| 219846095 


gi|219846094 


gi|219846088 


Pept 
gi|219846086 
4184459 41859 


gi|219846085 
4186000 41874 


Altero 


gi|219846079 


gi|219846078 


Oceano 


gi|219846065 


Altero: 


219846064 
sequence 


gi 


219846047 
sequenc 


gi 


Alteromonadales; 


Rhodobacterales; 


Rhodobacterales; 


eromonadaceae; 


ref|NR_025721.1| Aestuariibacter 
4127615 4129048 Aestuariibacter 


Alteromonadales; Alteromonadaceae; 


ref|NR_025720.1| Aestuariibacter 
129099 4130537 Aestuariibacter 


Alteromonadaceae; 


rs 


ref|NR_025714.1] Paracoccus 
4133716 4135123 Paracoccus 
Rhodobacteraceae; 


ref|NR_025692.1| Sulfitobacter 
4166170 4167598 Sulfitobacter 
Rhodobacteraceae; 


ref|NR_025691.1| Sulfitobacter dubius 
78 Sulfitobacter dubius Bacteria; 
Sulfitobacter. 
ref|NR_025690.1| Marinobacter excellens 
64 Marinobacter excellens Bacteria; 
Marinobacter. 
ref|NR_025686.1| Achromobacter spanius 
83 Achromobacter spanius Bacteria; 
Achromobacter. 
ref|NR_025685.1] Achromobacter 

4176834 4178306 Achromobacter 
Achromobacter. 
ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 
eae; Shewanella. 
ref|NR_025678.1| Tepidibacter 
183005 4184408 Tepidibacter 
ostreptococcaceae; Tepidibacter. 


rs 


ref|NR_025676.1| Entomoplasma luminosum 
49 Entomoplasma luminosum Bacteria; 
ntomoplasma. 

ref|NR_025675.1| Vibrio superstes 


86 Vibrio superstes Bacteria; 


Vibrio. 
gi| 219846083 |ref|NR_025673.1| Schlegelella 
sequence 4189049 4190565 Schlegelella 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
gi|219846081|ref|NR_025671.1| Marinobacter 
4190616 4192088 Marinobacter 


monadales; Alteromonadaceae; 
ref|NR_025669.1| Kerstersia gyiorum 
85 Kerstersia gyiorum Bacteria; 

ae; Kerstersia. 
ref|NR_025668.1| Zooshikella 

195136 4196576 Zooshikella 
spirillales; Hahellaceae; Zooshikella. 
ref|NR_025655.1| Pseudoalteromonas 
4213214 4214713 Pseudoalteromonas 
monadales; Pseudoalteromonadaceae; 


rs 


ref|NR_025654.1| Pseudoalteromonas 
4214764 4216269 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_025637.1| Leisingera 
e 4231451 4232881 Leisingera 
; Rhodobacterales; Rhodobacteraceae; 


gi|219846045 
4234473 42358 


ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 


342952 Bacteria_16S 


hispanicum str 
Bacteria; Prot 


342952 Bacteria_16S 


aquaticum stra 
Bacteria; Prot 


342952 Bacteria_16S 


strain U 5/41 
Proteobacteria 


342952 Fungi_16S 


strain IFM 057 
Actinobacteria 


342952 Fungi_16S 


strain IFM 100 
Actinobacteria 


342952 Fungi_16S 


strain IFM 078 
Actinobacteria 


342952 Fungi_16S 


strain YZ-96 1 
Actinobacteria 


342952 Fungi_16S 


strain IFM 100 
Actinobacteria 


342952 Fungi_16S 


yamanashiensis 
yamanashiensis 
Nocardiaceae; 


strain IFM 024 
Actinobacteria 


4240326 4240347 1 22 gi 
ain GP34 16S ribosomal RNA, partial seque 
eobacteria; Alphaproteobacteria; Rhizobia 
4241785 4241806 1 22 gi 
in GR16 16S ribosomal RNA, partial sequen 
eobacteria; Alphaproteobacteria; Rhizobia 
4246316 4246337 1 22 gi 
16S ribosomal RNA, partial sequence 
; Gammaproteobacteria; Enterobacteriales; 
4407 4531 1 124 gi 


5 16S ribosomal RNA, partial sequence 3067 


Actinobacteridae; Actinomycetales; Cory 
1360 1484 1 124 gi 
35 16S ribosomal RNA, partial sequence 1 

Actinobacteridae; Actinomycetales; Cory 
2869 2993 1 124 gi 


v 


’ 


4 16S ribosomal RNA, partial sequence 1564 


; Actinobacteridae; Actinomycetales; Cory 


7523 7647 1 124 gi 
6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
5967 6090 1 124 gi 


v 


84 16S ribosomal RNA, partial sequence 4616 


; Actinobacteridae; Actinomycetales; Cory 


11992 12114 1 124 gi 
strain IFM 0265 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacterid 


Nocardia. 
342952 Fungi_16S 


9025 9108 1 83 gi 


5 16S ribosomal RNA, partial sequence 7721 


; Actinobacteridae; Actinomycetales; Cory 


342952 Fungi_16S 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


Actinobacteria 


342952 Archaea_16S 


solfataricus s 


solfataricus Arc 
342952 Archaea_16S 


helgesonii str 
Archaea; Eurya 


342952 Archaea_16S 


profundus stra 
Archaea; Eurya 


342952 Archaea_16S 


strain 7 16S r 
Thermoprotei; 


342952 Archaea_16S 


thermophilus C 
Archaea; Eurya 


342952 Archaea_16S 


liminatans GKZ 
Euryarchaeota; 


342952 Archaea_16S 


Opfikon 16S ri 
Methanomicrobi 


342952 Archaea_16S 


petrolearius S 
Archaea; Eurya 


342952 Archaea_16S 


hakonensis H01 
Crenarchaeota; 


342952 Archaea_16S 


LEI 10 16S rib 
Thermoprotei; 


342952 Archaea_16S 


kodakarensis K 
Archaea; Eurya 


342952 Archaea_16S 


blatticola PA 
Archaea; Eurya 


342952 Archaea_16S 


semesiae MD1 1 


10511 10569 1 59 gi 


; Actinobacteridae; Actinomycetales; Cory 
10325 10353 97 125 gi 
ain IFO 15331 16S ribosomal RNA, partia 
haea; Crenarchaeota; Thermoprotei; Sulf 
16211 16239 97 125 gi 
n PI1 16S ribosomal RNA, partial sequen 
haeota; Thermococci; Thermococcales; Th 
23657 23685 97 125 gi 
AV18 16S ribosomal RNA, partial sequen 
haeota; Archaeoglobi; Archaeoglobales; 

39675 39703 97 125 gi 
osomal RNA, partial sequence 38233 
lfolobales; Sulfolobaceae; Sulfolobus. 

56243 56271 97 125 gi 
1 16S ribosomal RNA, partial sequence 

haeota; Methanomicrobia; Methanomicrobi 
59240 59268 97 125 gi 


tr 


ai 
re 


in 
re 


ib 
Su 


R- 
re 


PZ 
Methanomicrobia; Methanomicrobiales; Met 
75566 75594 97 125 gi 
somal RNA, partial sequence 74149 
Methanosarcinales; Methanosaetaceae; M 
78595 78623 97 125 gi 
R 4847 16S ribosomal RNA, partial seque 
haeota; Methanomicrobia; Methanomicrobi 
102617 102645 97 125 gi 


bo 
a; 


EB 
re 


-1 
uk Sulfolobacea 


125 gi 


hermoprotei; Sulfolobales; 
104129 104157 97 
omal RNA, partial sequence 
lfolobales; Sulfolobaceae; Acidianus. 
111725 111753 97 125 gi 
1 16S ribosomal RNA, partial sequence 
haeota; Thermococci; Thermococcales; 
149096 149124 97 125 

S ribosomal RNA, partial sequence 
haeota; Methanomicrobia; Methanosarcina 
152098 152126 97 125 gi 
6S ribosomal RNA, partial sequence 


Os 
Su 


OD 
re Th 
gi 
16 
re 


6163 


39727 


16S ribosomal RNA, partial sequence 57845 


75620 


16S ribosomal RNA, partial sequence 101190 1 


147697 1 


219846042 
nce 42390 
les; Methy 
219846041 
ce 42404 
les; Methy 
219722938 


4244934 42463 


Enterobac 
265678350 
4565 
nebacterin 
265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678348 
7670 
nebacterin 
265678349 
6112 
nebacterin 
219857175 
al sequenc 
ae; Actino 


265678342 
9123 

nebacterin 
219857197 
10588 
nebacterin 
265678822 
1 sequence 
olobales; 

265678754 
ce 14826 
ermococcac 
265678632 
ce 22211 
Archaeoglo 
265678307 
Sulfo 


254971238 
54850 
ales; Meth 
254971336 
59274 
hanomicrob 
254971324 
Metha 
ethanosaet 
254971322 
nce 77203 
ales; Meth 
254971304 
0265 
e; Metallo 
254971303 


102701 104162 Acidi 


254971298 
11029 
ermococcac 
254971266 
4914 
les; Metha 
254971264 


ref 


loba 
ref 


loba 
ref 


teri 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


myce 
ref 


eae; 
ref 


eae; 


Sulf 
ref 


eae; 
ref 


bace 
ref 
lobu 


ref 


anom 
ref 


iace 
ref 

nosa 

a. 
ref 


anom 
ref 


spha 
ref 
anus 


ref 


eae; 
ref 


nosa 
ref 


11 4240418 Methy 


69 4241874 Methy 


e 10639 


8883 


16263 


23710 


56280 


Methanofollis 


78631 


0 111787 Thermo 


NR_025632.1 
1 
cteriaceae; 
NR_025631.1 
1 
cteriaceae; 
NR_024570.1 


aceae; Esche 
NR_028652.1 


Nocardiacea 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_024803.1 
12137 

Coryn 


tales; 
NR_028644.1 


Nocardiacea 
NR_024825.1 


Nocardiacea 
NR_029127.1 
10377 
olobaceae; S 
NR_029059.1 
Palae 
Palaeococcu 
NR_028937.1 
Archae 
ae; Archaeog 
NR_028609.1 
s tokodaii 


NR_028156.1 

Methan 
icrobiaceae; 
NR_028254.1 


ae; Methanof 
NR_028242.1 
eta concilii 


NR_028240.1 
Methan 
icrobiaceae; 


NR_028222.1 
era. 
NR_028221.1 
ambivalens 


NR_028216.1 


Thermococcu 
NR_028184.1 


rcinaceae; 
NR_028182.1 


Archaea; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 

Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Sulfolobus 
Sulfolobus 

ulfolobus. 

Palaeococcus 
coccus helgesonii 
Ss. 

Archaeoglobus 
oglobus profundus 
lobus. 

Sulfolobus tokodaii 
Crenarchaeota; 


Methanoculleus 
oculleus thermophilus 
Methanoculleus. 
Methanofollis 
liminatans Archaea; 
ollis. 

Methanosaeta concilii 
Archaea; Euryarchaeota; 


Methanoplanus 
oplanus petrolearius 
Methanoplanus. 
Metallosphaera 


0 Metallosphaera hakonensis Archaea; 


Acidianus ambivalens 
Archaea; Crenarchaeota; 


Thermococcus 
coccus kodakarensis KOD1 
Ss. 

Methanimicrococcus 


9 Methanimicrococcus blatticola 
Methanimicrococcus. 


Methanosarcina 


150703 152151 Methanosarcina semesiae Archaea; 


Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanosarcina. 


342952 Archaea_ 
thioreducens OGL-20P 16S ribosomal RNA, partial sequence 
Euryarchaeota; 
342952 Archaea_ 


Archaea; 
hollandica DMS1 


Archaea; 


Archaea; 


Methanocalculus 


342952 Archaea_ 
strain PL-19 16S 


Crenarchaeota; 


342952 Archaea_ 


zilligii strain 
Archaea; 


Archaea; 


Archaea; 


Archaea; 


Archaea; 


thermautotrophicus Archaea; 
Methanothermobacter. 
342952 Archaea_ 


Euryarchaeota; 


Crenarchaeota; Thermoprotei; Desulfurococcales; 
342952 Archaea_ 
palmolei DSM 4273 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; 
342952 Archaea_ 
thermophilus M 16S ribosomal RNA, partial sequence 


16S 156646 156674 97 125 gi 


Thermococci; Thermococcales; 


16S 164173 164201 97 125 


gi 


16S 193880 193908 97 125 gi 


Euryarchaeota; Methanomicrobia; Methanomicrobiales; 
342952 Archaea_ 
halotolerans strain SEBR 4845 16S ribosomal RNA, partial sequence 
halotolerans Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; 


16S 207218 207246 97 125 gi 


16S 211785 211813 97 125 


ribosomal RNA, complete sequence 


gi 


16S 60721 60748 98 125 gi 


16S 65074 65097 102 125 gi 


16S 66573 66596 102 125 gi 


16S 69554 69577 102 125 gi 


16S 77104 77127 102 125 gi 


254971261 


ref|NR_028179.1] Thermococcus 


155248 156699 Thermococcus thioreducens 


Thermococcaceae; 
254971256 
16S ribosomal RNA, partial sequence 162778 164226 Methanomethylovorans hollandica 
Euryarchaeota; Methanomicrobia; Methanosarcinales; 
342952 Archaea_ 
chikugoensis MG62 16S ribosomal RNA, partial sequence 


Methanosarcinaceae; 
254971234 


19248 


Desulfurococcaceae; 
254971335 
59325 
Methanomicrobiaceae; 
254971332 
63680 65111 
Euryarchaeota; Methanobacteria; Methanobacteriales; 
342952 Archaea_ 
thermoflexus IDZ 


Methanomicrobiaceae 
219857242 


219846343 
210342 21183 


Methanobacteriaceae; 
254971331 
16S ribosomal RNA, partial sequence 65162 66615 
Euryarchaeota; Methanobacteria; Methanobacteriales; 
342952 Archaea_ 
subterraneum A8p 


Methanobacteriaceae; 
254971329 
16S ribosomal RNA, partial sequence 68161 69596 
Euryarchaeota; Methanobacteria; Methanobacteriales; 
342952 Archaea_ 
thermautotrophicus Marburg 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


254971323 


16S 147616 147643 98 125 gi| 254971267 
GSS1 16S ribosomal RNA, partial sequence 146236 147646 T 

Thermoplasmata; Thermoplasmatales; Thermoplasmatac 

16S 162681 162704 102 125 gi| 254971257 


342952 Archaea_ 
congolense C 16S 


ribosomal RNA, partial sequence 


161275 16272 


Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacter 


342952 Archaea_ 


16S 208740 208763 102 125 gi 


lagunensis strain IC-154 16S ribosomal RNA, partial sequence 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldisphaerales; 


219857171 


Thermococcus. 

ref|NR_028174.1| Methanomethylovorans 

Methanomethylovorans. 
ref|NR_028152.1] Methanoculleus 

8 193917 Methanoculleus chikugoensis 

; Methanoculleus. 

Methanocalculus 
Methanocalculus 

incertae sedis; 


ref|NR_024870.1 
205812 207255 
Genera 


ref |NR_025933.1| Pyrodictium occultum 
8 Pyrodictium occultum Archaea; 


Thermoprotei; Desulfurococcales; Pyrodictiaceae; Pyrodictium. 
16S 1426 1453 97 124 gi|265679008|ref|NR_029316.1| Sulfophobococcus 
Kl 16S ribosomal RNA, partial sequence 1 1463 Sulfophobococcus zilligii 


Sulfophobococcus. 
ref|NR_028253.1] Methanoculleus 
60755 Methanoculleus palmolei 
Methanoculleus. 
ref|NR_028250.1| Methanothermobacter 
Methanothermobacter thermophilus 
Methanothermobacter. 
ref|NR_028249.1| Methanothermobacter 
Methanothermobacter thermoflexus 
Methanothermobacter. 


ref|NR_028247.1| Methanobacterium 
Methanobacterium subterraneum 
Methanobacteriaceae; Methanobacterium. 
ref|NR_028241.1| Methanothermobacter 
75671 77152 Methanothermobacter 


Methanobacteriaceae; 


ref|NR_028185.1| Thermoplasma volcanium 


hermoplasma volcanium Archaea; 


eae; Thermoplasma. 
ref|NR_028175.1| Methanobacterium 
7 Methanobacterium congolense Archaea; 
iaceae; Methanobacterium. 
ref |NR_024799.1| Caldisphaera 
207306 208771 Caldisphaera 
Caldisphaeraceae; Caldisphaera. 
ref|NR_029124.1| Natrialba taiwanensis 
Natrialba taiwanensis Archaea; 
atrialba. 
ref|NR_028229.1| Haloarcula amylolytica 
rcula amylolytica Archaea; 
aloarcula. 
ref|NR_028215.1] Haloferax 
Haloferax denitrificans Archaea; 
aloferax. 
ref|NR_028214.1| Natrialba asiatica 
alba asiatica Archaea; Euryarchaeota; 


ref 
erax 


NR_028213.1 
gibbonsii 


Haloferax gibbonsii 
Archaea; Euryarchaeota; 


ref|NR_028206.1] Halorubrum 

50320 Halorubrum alkaliphilum 
iaceae; Halorubrum. 
ref|NR_028200.1] Halococcus 

53312  Halococcus gingdaonensis 
iaceae; Halococcus. 
ref|NR_028255.1] Natronococcus occultus 
mococcus occultus Archaea; 


342952 Archaea_16S 11850 11872 103 125 gi| 265678819 
strain Bl 16S ribosomal RNA, partial sequence 10428 11897 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; N 
342952 Archaea_16S 42671 42693 103 125 gi| 254971311 
BD-3 16S ribosomal RNA, partial sequence 41247 42718 Haloa 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; H 
342952 Archaea_16S 44190 44212 103 125 gi| 254971297 
denitrificans S1 16S ribosomal RNA, partial sequence 42769 44237 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; H 
342952 Archaea_16S 45709 45731 103 125 gi| 254971296 
172P1 16S ribosomal RNA, partial sequence 44288 45756 Natri 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

342952 Archaea_16S 47229 47251 103 125 gi| 254971295 
Ma-2.38 16S ribosomal RNA, partial sequence 45807 47276 Halof 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

342952 Archaea_16S 50273 50295 103 125 gi| 254971288 
alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 48850 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
342952 Archaea_16S 53264 53286 103 125 gi| 254971282 
qingdaonensis CM5 16S ribosomal RNA, partial sequence 51837 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
342952 Archaea_16S 57749 57771 103 125 gi| 254971337 
SP4 16S ribosomal RNA, partial sequence 56331 57794 Natro 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; N 
342952 Archaea_16S 62233 62255 103 125 gi| 254971334 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natro 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; N 
342952 Archaea_16S 74057 74079 103 125 gi| 254971326 


lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 


atronococcus. 
ref|NR_028252.1| Natronorubrum bangense 
norubrum bangense Archaea; 
atronorubrum. 
ref|NR_028244.1| Halorubrum 
72635 74098 Halorubrum 


lacusprofundi ATCC 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 


Halorubrum. 

342952 Archaea_16S 87542 87564 103 125 gi|254971316|ref|NR_028234.1| Haloarcula japonica 
TR-1 16S ribosomal RNA, partial sequence 86118 87589 Haloarcula japonica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

342952 Archaea_16S 89062 89084 103 125 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

342952 Archaea_16S 92068 92090 103 125 gi|254971312|ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

342952 Archaea_16S 95051 95073 103 125 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

342952 Archaea_16S 96571 96593 103 125 gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
16S ribosomal RNA, partial sequence 95149 96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

342952 Archaea_16S 99575 99597 103 125 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 


JCM 9060 16S rib 
Halobacteria; 


osomal RNA, partial sequence 98155 


99622 Halorubrum vacuolatum Archaea; 


342952 Archaea_16S 
gregoryi SP2 16S 


Euryarchaeota; 


342952 Archaea_16S 
JCM 9100 16S rib 


Euryarchaeota; 


342952 Archaea_16S 
mukohataei arg-2 


Euryarchaeota; 


342952 Archaea_16S 
argentinensis arg-1 16S ribosomal RNA, partial sequence 
Euryarchaeota; 
342952 Archaea_16S 

amylolyticus Ah-36 16S ribosomal RNA, 
Euryarchaeota; 
342952 Archaea_16S 

ATCC 33500 16S ribosomal 
Euryarchaeota; 
342952 Archaea_16S 

ZJ206 16S ribosomal RNA, 
Halobacteriales; 
342952 Archaea_16S 
saccharevitans AB14 16S 
Euryarchaeota; 
342952 Archaea_16S 

C23 16S ribosomal RNA, partial sequence 
Halobacteriales; 
342952 Archaea_16S 
xinjiangense BD-1 16S ribosomal RNA, partial sequence 
Euryarchaeota; 
342952 Archaea_16S 

AJ5 16S ribosomal RNA, partial sequence 
Halobacteriales; 
342952 Archaea_16S 
AJ2 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Archaea; 


Archaea; 


Archaea; 


Halobacteria; 


Archaea; 


Halobacteria; 


Archaea; 


Halobacteria; 


Halobacteria; 


342952 Archaea_16S 128289 128311 103 125 gi|254971280|ref|NR_028198.1 
8W8 16S ribosomal RNA, partial sequence 126867 128336 Halorubrum tibetense 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

342952 Archaea_16S 144634 144656 103 125 gi|254971269|ref|NR_028187.1 
noricense Al 16S ribosomal RNA, partial sequence 143230 144663 Halobacterium 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 
342952 Archaea_16S 146138 146160 103 125 gi|254971268|ref|NR_028186.1 


H4 16S ribosomal 


Euryarchaeota; 


342952 Archaea_16S 


chahannaoensis 
Archaea; 


Halobacteriales; Halobacteriaceae; Halorubrum. 
101092 101114 103 125 gi| 254971305 |ref|NR_028223.1 
ribosomal RNA, partial sequence 99673 


Halobacteria; Halobacteriales; 


105632 105654 103 125 gi 


Halobacteria; Halobacteriales; 


107156 107178 103 125 gi 


Halobacteria; Halobacteriales; 


108673 108695 103 125 gi 
Halobacteria; 
110192 110214 


Halobacteriales; 
103 125 gi 
partial sequence 
Halobacteriales; 
103 125 gi 


Halobacteria; 
113262 113284 
RNA, partial sequence 
Halobacteria; Halobacteriales; 
116280 116302 103 125 gi 
partial sequence 
Halobacteriaceae; 
117802 117824 103 125 gi 
ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
119307 119329 103 125 gi 


Halobacteriaceae; 
120811 120833 103 125 gi 

Halobacteria; Halobacteriales; 
125245 125267 103 125 gi 


Halobacteriaceae; 


126769 126791 103 125 gi 


Halobacteriaceae; 
254971299 


Halobacteriaceae; 
254971294 
111838 113309 Haloferax mediterranei ATCC 33500 
Halobacteriaceae; 
254971291 
114855 116327 Haloferax 
Haloferax. 
254971290 


Halobacteriaceae; 
254971289 
117900 119338 Haloquadratum walsbyi 
Haloquadratum. 

254971287 


Halobacteriaceae; 
254971283 
123822 125292 Halobiforma lacisalsi 
Halobiforma. 
254971281 
125343 126816 Natrinema 
Halobacteriaceae; Natrinema. 


ref|NR_028220.1 


ref |NR_028219.1 


ref|NR_028218.1 
107249 108715 Haloar 
Haloarcu 
ref|NR_028217.1 
108766 110239 Natron 
Natronoc 
NR_028212.1 


ref 


Halofera 
NR_028209.1 
larsenii Ar 


ref 


ref|NR_028208.1 
116378 117849 Halote 
Haloterr 


ref |NR_028207.1 


ref|NR_028205.1 
119389 120858 Haloru 
Halorubr 


ref|NR_028201.1 


ref|NR_028199.1 


altunense Archaea; 


Halobacteria; 


RNA, partial sequence 


Halobacteriales; 


144714 146185 Halococcus dombrowski 


Halobacteriaceae; 


Halococcus. 


Euryarchaeota; 
342952 Archaea_16S 


153626 153648 103 125 gi 
C112 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
155150 155172 103 125 gi 


254971263 


Halobacteriaceae; 
254971262 


ref|NR_028181.1 
152202 153673 Natria 
Natrialb 
NR_028180.1 


ref 


Euryarchaeota; 


Natronobacterium 


101139 Natronobacterium gregoryi Archaea; 
Halobacteriaceae; Natronobacterium. 
254971302 
osomal RNA, partial sequence 104213 105679 Halorubrum distributum Archaea; 
Halobacteriaceae; Halorubrum. 
254971301 
16S ribosomal RNA, partial sequence 105730 107198 Halomicrobium 
Halobacteriaceae; Halomicrobium. 
254971300 


Halorubrum distributum 


Halomicrobium 
mukohataei Archaea; 


Haloarcula 
cula argentinensis 
la. 
Natronococcus 
ococcus amylolyticus 
occus. 
Haloferax mediterranei 


x. 
Haloferax larsenii 
chaea; Euryarchaeota; 


Haloterrigena 

rrigena saccharevitans 
igena. 

Haloquadratum walsbyi 
Archaea; Euryarchaeota; 


Halorubrum 

brum xinjiangense 

um. 

Halobiforma lacisalsi 
Archaea; Euryarchaeota; 


Natrinema altunense 
Euryarchaeota; 


Halorubrum tibetense 
Archaea; Euryarchaeota; 


Halobacterium 
noricense Archaea; 


Halococcus dombrowskii 
i Archaea; 


Natrialba 

lba chahannaoensis 
a. 

Halalkalicoccus 


tibetensis DS12 16S ribosomal RNA, partial sequence 153724 155197 Halalkalicoccus tibetensis Archaea; 


Euryarchaeota; 


Halobacteria; Halobacteriales; 


Halobacteriaceae; 


Halalkalicoccus. 


342952 Archaea_ 


haloterrestris 1 
Euryarc 


Archaea; 
342952 Archaea_ 


hulunbeirensis X 
Euryarc 


Archaea; 
342952 Archaea_ 


16S ribosomal RN 
Ha 


Halobacteria; 
342952 Archaea_ 


thermotolerans P 
Euryarc 


Archaea; 
342952 Archaea_ 
borinquense DSM 


DSM 11551 Archae 


342952 Archaea_ 


larsenii XH-48 1 
H 
342952 Archaea_16S 
hamelinensis 100 
Euryarc 
342952 Archaea_16S 
TL6 16S ribosoma 
Ha 
342952 Archaea_16S 


Euryarchaeota; 


Archaea; 


Halobacteria; 


innermongolicus 
innermongolicus 


Natronolimnobius 
342952 Archaea_16S 
baerhuensis IHC- 
Euryarc 
342952 Archaea_16S 
4P 16S ribosomal 
Ha 
342952 Archaea_16S 
Y-27 16S ribosomal RNA, partial sequence 
Ha 
342952 Archaea_16S 
Aa 2.2 16S ribos 
Ha 
342952 Archaea_16S 


Archaea; 


Halobacteria; 


Halobacteria; 


Halobacteria; 


nitratireducens 


Archaea; 


Euryarchaeota; 


Halobacteria; 


tibetense GA33 1 


Euryarchaeota; 


Archaea; Euryarc 


345890 Bacteria_ 
amylophilus strai 
Proteob 


Bacteria; 


345890 Bacteria_ 
vietnamensis stra 


vietnamensis Bac 
Desulfovibrio. 


345890 Bacteria_ 


alaskensis strai 
Bacteria; Proteo 


345890 Bacteria_ 


DSM 14365 16S ri 
Bacteria; Proteo 


345890 Bacteria_ 


strain SMP-10 16 
Proteobacteria; 


345890 Bacteria_ 


16S 158159 158181 
35 16S ribosomal RNA, 


103 125 gi 
partial sequence 


254971260 
15675 


Euryarc 
342952 Archaea_16S 
T 16S ribosomal 
H 
342952 Archaea_16S 
XF10 16S ribosomal RNA, partial sequence 
Ha 
342952 Archaea_16S 


H 
342952 Archaea_16S 
salinarum strain 91-R6 16S ribosomal RNA, partial seque 


haeota; Halobacteria; 
16S 159680 159702 
21 16S ribosomal RNA, partial sequence 
haeota; Halobacteria; Halobacteriales; 
16S 161186 161208 103 125 gi 
A, partial sequence 
lobacteriales; Halobacteriaceae; Natria 
16S 165686 165708 103 125 gi 
R5 16S ribosomal RNA, partial sequence 
haeota; Halobacteria; Halobacteriales; 
16S 170152 170174 103 125 gi 
11551 16S ribosomal RNA, partial sequen 
a; Euryarchaeota; Halobacteria; Halobac 
16S 171652 171674 103 125 gi 
6S ribosomal RNA, partial sequence 
alobacteria; Halobacteriales; Halobacte 
173137 173159 103 125 gi 
A6 16S ribosomal RNA, partial sequence 
haeota; Halobacteria; Halobacteriales; 
177541 177563 103 125 gi 
1 RNA, partial sequence 
lobacteriales; 


Halobacteriales; 
103 125 gi 


Halobacteriaceae; Halofe 
180506 180528 103 125 gi 
N-1311 16S ribosomal RNA, partial seque 
Archaea; Euryarchaeota; Halobacteria; H 
181989 182011 103 125 gi 
005 16S ribosomal RNA, partial sequence 
haeota; Halobacteria; Halobacteriales; 
183489 183511 103 125 gi 
RNA, partial sequence 


lobacteriales; Haloru 


gi 


Halobacteriaceae; 
185011 185033 103 125 


Haloar 
gi 


lobacteriales; Halobacteriaceae; 
186534 186556 103 125 
omal RNA, partial sequence 
lobacteriales; Halobacteriaceae; Halofe 
192407 192429 103 125 gi 
C231 16S ribosomal RNA, partial sequenc 
haeota; Halobacteria; Halobacteriales; 
195392 195414 103 125 gi 
RNA, partial sequence 
alobacteria; Halobacteriales; 


196897 196919 103 


e 


Halobacte 
125 gi 


ri 


Natrin 
gi 


lobacteriales; Halobacteriaceae; 
201343 201365 103 125 
6S ribosomal RNA, partial sequence 
alobacteria; Halobacteriales; Halobacte 


202845 202867 103 125 gi 


ri 


nc 
haeota; 
16S 


Halobacteria; Halobacteriales; 
3095774 3095878 1 103 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
16S 3313716 3313820 1 103 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


en 


he ri 
16S 50588 50692 1 103 gi 
n All 16S ribosomal RNA, complete seque 
bacteria; Deltaproteobacteria; Desulfov 
16S 1209897 1210001 1 103 gi 
bosomal RNA, partial sequence 
bacteria; Deltaproteobacteria; Myxococc 
16S 1404711 1404815 1 103 gi 
S ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nann 
16S 2127218 2127318 5 103 gi 


nc 
ib 


al 


Oc 


Haloba 
254971259 


Haloba 
254971258 
159778 161224 Natrialba aegyptia Archaea; 
lba. 
254971255 


Haloba 
254971252 
ce 
terial 
254971251 
170247 1 
riacea 
254971250 


Haloba 
254971247 
176132 177566 H 
rax. 
254971244 
nce 
alobac 


254971243 


Haloba 
254971242 
182070 183536 H 
brum. 

254971241 
183587 185058 H 
cula. 

254971240 
185109 186581 H 
rax. 

254971235 


Haloba 
254971233 
193968 195439 H 


254971232 
195490 196927 N 
ema. 

254971229 
199917 20139 


219878416 


Ha 
219846858 


da 


15825 


16427 


16874 


es; 


7167 
e; H 


17173 


cter 


alof 


17910 


teri 


18058 


cter 


alor 


aloa 


alof 


19100 


cter 


alof 


aceae; H 


atri 


aceae; N. 


e 20144 
lobacter 


ce 30950 
les; Suc 


219846711 
equence 


265679030 


228715350 


1209193 12106 


219857153 
1404010 14055 


219857650 


a; Desul 


e 49907 
rionales 


Nann 


es; 


ystineae 


cter 


cter 


cter 


ref|NR_028178.1 
0 158206 Halob 
iaceae; Halobif 
ref|NR_028177.1 
7 159727 Natri 
iaceae; Natrial 
ref|NR_028176.1 


ref|NR_028173.1 
7 #165727 4H 
iaceae; Hal 
ref |NR_028170.1 
6 170196 H 
Halobacteri 
ref|NR_028169.1 


alostagnicola. 
ref|NR_028168.1 
0 173164 Haloco 
iaceae; Halococc 
ref|NR_028165.1 
erax prahovense 


ref|NR_028162.1 
0 180534 Natron 
ales; Halobacter 


v 


ref|NR_028161.1 
5 182019 Natron 
iaceae; Natronol 
ref|NR_028160.1 
ubrum terrestre 


ref 
reul 


NR_028159.1 
a hispanica 


ref 
erax 


NR_028158.1 
lucentense 


ref|NR_028153.1 
3 192437 Halobi 
iaceae; Halobifo 
ref|NR_028151.1 
erax alexandrinu 
aloferax. 
ref|NR_028150.1 
nema versiforme 


ref|NR_028147.1 
0 Natronorubrum 
atronorubrum. 
ref|NR_025555.1 
1 202874 Haloba 
iaceae; Halobact 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionacea 
ref |NR_026303.1 

3313036 331453 
fovibrionales; D 


ref |NR_029338.1 

51436 Desulf 
; Desulfovibrion 
ref|NR_027522.1 


tineae; Hali 
NR_024781.1 


ocys 
ref 
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Thioalkalispira. 


345890 Bacteria_16S 2354516 2354620 1 103 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
345890 Bacteria_16S 11019 11123 1 103 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

345890 Bacteria_16S 199687 199783 9 103 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

345890 Bacteria_16S 805024 805123 9 106 gi| 265678509 |ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

345890 Bacteria_16S 925504 925608 1 103 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

345890 Bacteria_16S 1026799 1026895 9 103 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 

345890 Bacteria_16S 1895848 1895952 1 103 gi|219878267|ref|NR_025406.1| Desulfococcus biacutus 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfococcus. 

345890 Bacteria_16S 2268418 2268522 1 103 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
strain Pl 16S ribosomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

345890 Bacteria_16S 2883727 2883834 1 106 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

345890 Bacteria_16S 3379273 3379377 1 103 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

345890 Bacteria_16S 3797808 3797912 1 103 gi|219846364|ref|NR_025955.1]| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

345890 Bacteria_16S 4066256 4066360 1 103 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

345890 Bacteria_16S 492714 492808 11 103 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

345890 Bacteria_16S 763522 763616 11 103 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

345890 Bacteria_16S 1292594 1292688 11 103 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

345890 Bacteria_16S 2263753 2263847 11 103 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

345890 Bacteria_16S 3160678 3160772 11 103 gi|219846815|ref|NR_026407.1| Desulfuromonas 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
345890 Bacteria_16S 3648909 3649003 11 103 gi|219846472|ref|NR_026064.1| Methylocaldum 
szegediense strain OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

345890 Bacteria_16S 3650448 3650542 11 103 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

345890 Bacteria_16S 3651989 3652083 11 103 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

345890 Bacteria_16S 4169835 4169929 11 103 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

345890 Bacteria_16S 4191295 4191389 11 103 gi| 219846081 |ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
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1755693 1755797 1 103 gi| 219878369 |ref|NR_025508.1| Halomonas halocynthiae 
6S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1766236 1766340 1 103 gi|219878360|ref|NR_025499.1| Alkalilimnicola 

34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 

1784268 1784364 9 103 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
9 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
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rain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
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ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
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ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
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345890 Bacteria_16S 4113074 4113178 1 103 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

345890 Bacteria_16S 4165344 4165448 1 103 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

345890 Bacteria_16S 70336 70431 13 106 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

345890 Bacteria_16S 549207 549306 9 106 gi| 265678686 |ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

345890 Bacteria_16S 643332 643431 9 106 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

345890 Bacteria_16S 766640 766735 13 106 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

345890 Bacteria_16S 827934 828033 9 106 gi| 265678494 |ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

345890 Bacteria_16S 829510 829609 9 106 gi| 265678493 |ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

345890 Bacteria_16S 1200730 1200837 1 106 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

345890 Bacteria_16S 1524456 1524555 9 106 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

345890 Bacteria_16S 1881892 1881991 9 106 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

345890 Bacteria_16S 1885048 1885147 9 106 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

345890 Bacteria_16S 2560319 2560426 1 106 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

345890 Bacteria_16S 3203184 3203283 9 106 gi|219846786|ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

345890 Bacteria_16S 3772157 3772244 9 95 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

345890 Bacteria_16S 47520 47614 11 103 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

345890 Bacteria_16S 213727 213821 11 103 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

345890 Bacteria_16S 1462555 1462649 11 103 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

345890 Bacteria_16S 2086194 2086288 11 103 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

345890 Bacteria_16S 2318290 2318384 11 103 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
345890 Bacteria_16S 2580112 2580206 11 103 gi|219857281|ref|NR_024912.1| Pseudomonas cedrina 
strain CFML 96-198 16S ribosomal RNA, partial sequence 2579420 2580935 Pseudomonas cedrina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

345890 Bacteria_16S 2584817 2584911 11 103 gi|219857278|ref|NR_024909.1| Pseudomonas orientalis 
strain CFML 96-170 16S ribosomal RNA, partial sequence 2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

345890 Bacteria_16S 2586397 2586491 11 103 gi|219857277|ref|NR_024908.1| Marinomonas 


mediterranea strain MMB1 16S ribosomal RNA, 
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345890 Bacteria_16S 1772154 1772258 1 103 gi|219878355|ref|NR_025494.1 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
345890 Bacteria_16S 1773652 1773756 1 103 gi|219878354|ref|NR_025493.1 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 177448 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

345890 Bacteria_16S 2057081 2057185 1 103 gi| 219878153 |ref|NR_025292.1 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 205792 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

345890 Bacteria_16S 2058620 2058724 1 103 gi|219878152|ref|NR_025291.1 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 205946 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; St 
Streptomycetaceae; Streptomyces. 

345890 Bacteria_16S 2110483 2110587 1 103 gi|219873436|ref|NR_025250.1 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
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thermovulgaris Bacteria; Actinobacteria; Actinobacterid 
Streptomyces. 


Streptomycetaceae; 
345890 Bacteria_16S 
strain ATCC 25470 


345890 Bacteria_16S 


griseocarneus strain DSM 40004 16S ribosomal RNA, 


2980692 2980796 1 


3104748 3104852 1 


3236473 3236577 1 


103 


103 


103 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Stre 


Stre 


compl 


2 


2 


griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
345890 Bacteria_16S 
strain NRRL 2418 


16S ribosomal RNA, 


Streptomyces. 


3449671 3449775 1 


103 


gi 


complete sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Streptomyces. 
345890 Bacteria_16S 
mashuensis strain 


3490846 3490950 1 


103 


gi 


DSM 40221 16S ribosomal RNA, partial 


mashuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
345890 Bacteria_16S 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; 
345890 Bacteria_16S 


Streptomyces. 


3638202 3638306 1 


3639754 3639858 1 


103 


103 


gi 


strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


Ac 


s 


thermocarboxydovorans strain AT52 16S ribosomal RNA, part 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobac 


Streptomycetaceae; 
345890 Bacteria_16S 
strain ATCC 19812 


345890 Bacteria_16S 
strain ATCC 25495 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


3919464 3919568 1 


3921045 3921149 1 


103 


103 


gi 


complete sequence 


gi 


16S ribosomal RNA, complete sequence 


Stre 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Streptomyces. 
345890 Bacteria_16S 


3922626 39227301 


103 


eurythermus strain ATCC 14975 16S ribosomal RNA, 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
345890 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
345890 Bacteria_16S 
strain CPJVR-H 16 


345890 Bacteria_16S 


Streptomyces. 


3927367 39274711 


4126731 4126835 1 


4204745 4204849 1 


103 


gi 


complete 


gi 


complete 


103 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


gi 


gi 


se 


pt 


ae; 


pt 


et 


19856903 


equence 
Actinomycetales; 


19856902 


219846937 
sequence 


219846936 
quence 
ae; 


219846852 
31040 
omycineae; 
219846763 
e sequen 
Actinomycet 


219846610 
34490 
Stre 


es; 


219846582 
sequence 


219846480 


equence 


219846479 
ial sequence 


teridae; 


219846281 
39187 
ptomycineae; 
219846280 
39203 
Stre 


es; 


219846279 
sequenc 
Actinomycetales; 


219846276 


quence 


219846132 
4126077 41275 
Streptomycineae; 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequ 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
345890 Bacteria_16S 
cyanea strain NA1 


Saccharomonospora. 
345890 Bacteria_16S 


Streptomyces. 


658 762 1 


2197 2301 L 


103 


103 


gi 


34 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


azurea strain NA128 16S ribosomal RNA, partial sequence 


ales; 


219846072 


ence 


265679063 


1 


265679062 


1539 


28319 
omycineae; 
219846938 
uence 


ref 


ref 
28 28334 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
1489 


Pseudonocardineae; 


ref 
3029 


NR_024724.1 
2830390 28318 


NR_024723.1 


Streptomycet 
NR_026530.1 
2976976 29784 
Actinomycetales; 


NR_026529.1 
2978510 29799 
Actinomycetales; 


NR_026528.1 
2980041 29815 
Actinomycetales; 


NR_026444.1 
98 3105578 Strep 
Streptomycet 
NR_026355.1 
ce 3235806 323732 
ales; 


NR_026202.1 
03 3450520 Strep 
ptomycineae; 


NR_026174.1 
3490176 34916 
tinomycetales; 


NR_026072.1 
3637554 36390 
Actinomycetales; 


NR_026071.1 
Actinomycetales 


NR_025871.1 
87 3920316 Strept 
Streptomyceta 
NR_025870.1 
67 3921897 Strept 
ptomycineae; 


NR_025869.1 
e 3921948 39234 


NR_025866.1 
3926691 39282 
Actinomycetales; 


NR_025722.1 
64 Streptomyces 


NR_029371.1 


NR_029370.1 


Streptomycineae; 


7 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 


15 Streptomyces albulus Bacteria; 


aceae; 


5 


Streptomyces. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


2 


9 


5 


36391 


0 


Str 


7 


9 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Streptomyces lydicus 


tomyces lydicus Bacteria; 
aceae; 


Streptomyces. 
Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces caelestis 


tomyces caelestis 
Streptomycetaceae; 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Streptomyces 
3 Streptomyces 


Streptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


2 
Strepto 


6 
Streptom 


Saccha 
P 


Streptomyces 
0 Streptomyces 
mycineae; 


Streptomyces africanus 


africanus Bacteria; 
Streptomyceta 
NR_025662.1 
4204078 42055 
Actinomycetales; 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 
ycineae; 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccha 


Saccharomonospora 
romonospora azurea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 


345890 Bacteria_ 


strain N. Pfennig 
Proteob 


Bacteria; 
345890 Bacteria_ 


strain N. Pfennig 
G 


Proteobacteria; 
345890 Bacteria_ 


strain TCl 16S ri 
G 


Proteobacteria; 
345890 Bacteria_ 


aespoeensis strai 
aespoeensis Bacte 


Desulfovibrio. 
345890 Bacteria_ 


epidermidis strai 
Bacteria; Actinob 


Brevibacterium. 


345890 Bacteria_16S 


strain MCRL 0044 


345890 Bacteria_16S 
sulfurreducens st 
sulfurreducens Ba 


Geobacter. 


345890 Bacteria_16S 


strain B7-43 16S 
Proteobacteria; 


Firmicutes; 


xinjiangensis Bac 


Actinosynnematace 
345890 Bacteria_16S 
mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 
345890 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; 


Pseudonocardia. 


D 
345890 Bacteria_16S 
strain RV-12x 16S 
Clost 
345890 Bacteria_16S 
kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 
345890 Bacteria_16S 
xinjiangensis str 


G 
345890 Bacteria_16S 
benzenivorans str 
Bacteria; Actinob 


16S 56743 56843 5 103 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
acteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

16S 58244 58344 5 103 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

16S 59765 59861 9 103 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 

bosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

16S 95961 96065 1 103 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 

n Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 

ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

16S 162976 163080 1 103 gi| 265678954 |ref|NR_029262.1| Brevibacterium 

n P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 

acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 

265343 265447 1 103 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 

280454 280550 9 103 gi| 265678873 |ref|NR_029179.1| Geobacter 
rain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 

362408 362512 1 103 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

388109 388204 13 106 gi|265678796|ref|NR_029101.1| Veillonella ratti 

ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

437593 437697 1 103 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
ain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

449829 449933 1 103 gi|265678755|ref|NR_029060.1| Saccharothrix 
ain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 

460517 460621 1 103 gi|265678744|ref|NR_029049.1| Amycolatopsis 
in NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 
491205 491301 9 103 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

523273 523377 1 103 gi|265678703|ref|NR_029008.1| Pseudonocardia 
ain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

632542 632638 9 103 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 


345890 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; 


cetonica strain 4 
Bacteria; Proteob 


345890 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


345890 Bacteria_16S 


paurometabolica s 


Saccharomonospora paurometabolica Bacteria; Actinobacteria 


Pseudonocardineae 


345890 Bacteria_16S 


strain YIM90005 1 


postgatei strain 
Bacteria; Proteob 


345890 Bacteria_16S 


Clost 
345890 Bacteria_16S 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

687045 687149 1 103 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
728051 728155 1 103 gi 


acteria; Gammaproteobacteria; Chromati 
740197 740301 1 103 gi 
train YIM 90007 16S ribosomal RNA, par 


; Pseudonocardiaceae; 


774273 774377 1 


Saccharomonospor 
103 gi 


778982 779086 1 103 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


631874 63335 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
345890 Bacteria_16S 


Acetobacte 
265678591 

68634 
acterales; 
265678563 

72737 
ales; Ecto 
265678554 
tial seque 


a. 
265678530 


donocardin 
265678526 
ce 77827 
acterales; 


815748 815852 1 103 gi 


1 Acetobacterium tundrae Bacteria; 


rium. 

ref|NR_028896.1| Desulfosarcina 

3 687857 Desulfosarcina cetonica 
Desulfobacteraceae; Desulfosarcina. 
ref|NR_028867.1| Thiorhodospira 

0 728734 Thiorhodospira sibirica 

thiorhodospiraceae; Thiorhodospira. 
ref|NR_028858.1| Saccharomonospora 

nce 739522 740995 


; Actinobacteridae; Actinomycetales; 


ref|NR_028834.1| Prauserella alba 

2 Prauserella alba Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_028830.1] Desulfobacter 

2 779794 Desulfobacter postgatei 
Desulfobacteraceae; Desulfobacter. 


265678502 


ref|NR_028805.1| Pseudonocardia 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Pseudonocardia. 


345890 Bacteria_16S 841634 841738 1 103 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 
345890 Bacteria_16S 859791 859887 9 103 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
345890 Bacteria_16S 861290 861394 1 103 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
345890 Bacteria_16S 867430 867526 9 103 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
345890 Bacteria_16S 882298 882402 1 103 gi|265678456|ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 
345890 Bacteria_16S 888435 888539 1 103 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
345890 Bacteria_16S 906842 906946 1 103 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 
345890 Bacteria_16S 912998 913102 1 103 gi|265678436|ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
345890 Bacteria_16S 914556 914660 1 103 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
345890 Bacteria_16S 922390 922494 1 103 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
345890 Bacteria_16S 967232 967328 9 103 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
345890 Bacteria_16S 999486 999590 1 103 gi|265678378|ref|NR_028680.1| Thiomicrospira 
chilensis strain Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
345890 Bacteria_16S 1048222 1048326 1 103 gi|265678346|ref|NR_028648.1| Micromonospora eburnea 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 1049049 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
345890 Bacteria_16S 1120562 1120666 1 103 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 
345890 Bacteria_16S 1132629 1132733 1 103 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
345890 Bacteria_16S 1246109 1246213 1 103 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
345890 Bacteria_16S 1271684 1271788 1 103 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 
345890 Bacteria_16S 1276037 1276133 9 103 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
345890 Bacteria_16S 1298577 1298681 1 103 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
345890 Bacteria_16S 1312227 1312323 9 103 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 


pv. 
pv. 
Xanthomonas. 


juglandis strain LMG 747 16S ribosomal RNA, partial sequence 
juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


1311542 131304 


3 Xanthomonas arboricola 


345890 Bacteria_16S 
strain B-10-31 16 
G 
345890 Bacteria_16S 
glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 
345890 Bacteria_16S 
strain LM 036 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
345890 Bacteria_16S 
endolithica strai 
endolithica Bacte 
Micromonosporacea 
345890 Bacteria_16S 
strain SW32 16S r 
G 
345890 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


caeruleus subsp. 


Couchioplanes caeruleus subsp. 


Actinomycetales; 


345890 Bacteria_16S 
mMatsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 
345890 Bacteria_16S 
texasensis strain 
texasensis Bacter 
Actinosynnematace 
345890 Bacteria_16S 
espanaensis strai 
espanaensis Bacte 
Actinosynnematace 
345890 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
345890 Bacteria_16S 
globicatena strai 
globicatena Bacte 
Actinosynnematace 
345890 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 
345890 Bacteria_16S 
pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 
345890 Bacteria_16S 


strain MK27-91F2 


picturae strain L 
picturae Bacteria 
Brevibacterium. 


345890 Bacteria_16S 


aridum subsp. lar 


Kibdelosporangium aridum subsp. 


Actinomycetales; 


345890 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
345890 Bacteria_16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


345890 Bacteria_16S 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


345890 Bacteria_16S 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 


1412212 14123161 103 

S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; P 

1416751 1416855 1 103 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


gi 


al 


1439897 1440001 1 103 
ribosomal RNA, partial sequence 


gi 


1452023 14521271 103 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1483840 1483936 9 103 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1494405 1494509 1 103 gi 
caeruleus strain DSM 44103 16S ribosomal 


gi 


H 


Micromonosporineae; Micromonosporaceae; 
1532025 1532129 1 103 gi 

ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 

1536530 1536634 1 103 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1538092 1538196 1 103 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1539652 1539756 1 103 gi 
38 16S ribosomal RNA, partial sequence 


tar 
e; 


al 
Ac 


1 


do 
1541201 1541305 1 103 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1542761 1542865 1 103 gi 
NRRL B-24047 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1563615 1563719 1 103 gi 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 
1574179 1574283 1 


ia 


al 
Ac 


beat 


v 


103 gi 
do 
1603436 1603540 1 103 gi 
MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


qu 
ti 


’ 


1664164 1664268 1 103 gi 
gum strain SKF-AAD-609 16S ribosomal R 
largum Bacteria 
Pseudonocardineae; Pseudonocardiaceae; 
1665688 1665792 1 103 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


NA 


v 


K 


nc 
al 


1673258 1673362 1 103 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1674781 1674885 1 103 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


al 
ae 


s 
A 


224581450 
14115371 
seudoa 

224581447 


224581428 
14392301 
donoca 
224581419 
uence 

Actinomyc 
219857506 
1483159 14846 
alomonad 
219846703 


219857378 


219857377 
Actinomyc 


219857376 


219857375 


Actinomyc 


219857374 


219846103 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
345890 Bacteria_16S 


219878475 


219878432 


219878431 


219878426 


219878425 


4130 


14160 


es; 


4407 


RNA, pa 


al seque 


sequenc 
tinomyce 


sequence 


15389 
nocardin 


1 sequen 


sequenc 
tinomyce 


al seque 
Actinomy 


nocardin 
ence 

nomyceta 
, partia 
ibdelosp 


16650 
Pseu 


e 
es; 


sequenc 
Actino: 


, 


equence 
ctinomyc 


1676280 1676384 1 103 gi 


219878424 


lter 


Pseu 


rdin 


Actinomycet 


ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 
ref|NR_027229.1| Saccharomonospora 

93 1417582 Saccharomonospora glauca 
donocardineae; Pseudonocardiaceae; 


ref|NR_027210.1| Lentzea violacea 

37 Lentzea violacea Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref|NR_027200.1| Micromonospora 
1451367 1452843 Micromonospora 

etales; Micromonosporineae; 


ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 

aceae; Kushneria 
ref|NR_026295.1 
rtial sequence 


Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Couchiop 
219857427 


lane 
ref 
nce 


s. 
NR_025015.1| Micromonospora 
1531359 1532864 Micromonospora 
ales; Micromonosporineae; 
ref |NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


Saccharothrix 
5 Saccharothrix 
ardineae; 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


Saccharothrix 
5 Saccharothrix 
cardineae; 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 

cardineae; 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


Actinokineospora 
6 Actinokineospora 
ardineae; 


ref 
nce 
ceta 


NR_025693.1 
156296 
Pseudon 


Amycolatopsis 
4 1564361 Amycolatopsis 
les; ocardineae; 
ref|NR_024687.1| Umezawaea tangerina 
00 Umezawaea tangerina Bacteria; 
eae; Actinosynnemataceae; Umezawaea. 
ref|NR_025614.1| Brevibacterium 
1602772 1604264 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 


ref 
1 se 


NR_025571.1 
quence 


Kibdelosporangium 
1663507 1664980 


Actinobacteria; Actinobacteridae; 


orangium. 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseud 


ref |NR_025564.1 
1674127 167557 
etales; Pseudono 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


ref|NR_025563.1| Amycolatopsis 


1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


345890 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


345890 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


345890 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


345890 Bacteria_16S 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


345890 Bacteria_16S 


aridum strain DSM 
Bacteria; Actinob 


Kibdelosporangium. 
345890 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


345890 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


345890 Bacteria_16S 


strain IMSNU 2200 
Actinobacteria; A 


345890 Bacteria_16S 


halophila strain 
halophila Bacteri 
Pseudonocardiacea 


345890 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


345890 Bacteria_16S 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


345890 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


345890 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


345890 Bacteria_16S 
n Cb fel8 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


345890 Bacteria_16S 


submarinus strain 
Bacteria; Proteob 


345890 Bacteria_16S 


palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 


strain YIM 90001 


Actinobacteria; Actinoba 
345890 Bacteria_16S 
n CB-226 16S ribosomal RNA, partial se 
ria; 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


train 1 


e; 
345890 Bacteria_16S 


1677797 1677901 1 103 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1679318 1679422 1 103 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1693087 1693191 1 103 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1788690 1788794 1 103 gi 
n BC448 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


1816303 1816407 1 103 gi 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


1863471 1863567 9 103 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865053 1865149 9 103 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


1866602 1866706 1 103 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1886587 1886691 1 103 gi 
DSM 44411 16S ribosomal RNA, partial s 
e; Saccharomonospora. 

1924281 1924385 1 103 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 
1925842 1925946 1 103 gi 
in IMSNU 22139 16S ribosomal RNA, part 


e; Amycolatopsis. 

1950270 1950374 1 103 gi 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
e; Pseudonocardia. 

1969844 1969936 13 103 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


1986898 1986994 9 

16S ribosomal RNA, 
ria; Proteobacteria; 
Cystobacter. 

2102930 2103034 1 
6N 16S 
acteria 


103 gi 
complete 
Deltaproteobacter 


103 gi 
ribosomal RNA, partial sequenc 
; Deltaproteobacteria; Desulfov 
2139266 2139370 1 103 gi 
Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Amycolatopsis. 
2149837 2149941 1 
16S rib 


103 gi 


cteridae; Actinomycetales; Pseu 
2184633 2184729 9 103 gi 


Proteobacteria; Gammaproteobacter 


345890 Bacteria_16S 


al 
eq 
ia 


ue 


en 
al 


nc 
ir 


a; 


omonospori 


eq 
a; Actinobacteria; Actinobacteridae; Act 


qu 


ia 


eria; Actinobacteria; Actinobacteridae; 


eq 


v 


eq 
er 


se 
ia 


e 
ib 
se 
da 
osomal RNA, partial sequence 2149165 21506 


do 


qu 
ia 


2236186 2236290 1 103 gi 


219878423 
sequence 
Actinomyc 


219878422 
16786 
es; Pseu 
219878412 
uence 
les; Pep 
219878343 
nce 
Actinomyc 


219878325 
ce 18156 
es; Pseu 


219878292 
e 18627 
illales; 
219878291 
sequence 
Oceanos 


219878290 
18659 


219878274 
uence 
inomycet 


219878245 
ence 
Actinomyc 


219878244 
1 sequen 
Actinomy 


219878228 
uence 
Actinomy 


219878215 
uence 
ia; Rhod 


219878204 
quence 
Myxoco 


’ 


219878118 
21022 
rionales 
219857642 
quence 

e; Actin 


219857635 


nocardin 
219857609 
ence 
Xantho: 


’ 


219857575 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 


Desulfonatronum. 


etal 


61 1680145 Amycol 
dono 


toco 


etal 


46 1817129 Kibde 
dono 


71 1864302 Chromo 


pird 


35 1867442 Asano 
neae 


ales 


etal 


ce 1925173 19266 
ceta 


ceta 


ospi 


ccal 


11 2103776 Desul 


’ 


omyc 


mona 


ref|NR_025562.1 
1677147 167861 
es; Pseudono 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 
ref|NR_025561.1| Amycolatopsis japonica 
atopsis japonica 
cardineae; Pseudonocardiaceae; 

Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


ref|NR_025551.1 

1692386 169391 
ccaceae; Des 
ref|NR_025482.1 

1788037 178951 
es; Frankine 
ref|NR_025464.1 
1 
P 


Kibdelosporangium 
osporangium aridum 
cardineae; Pseudonocardiaceae; 
Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


ref |NR_025431.1 


Halomonadaceae; 
ref|NR_025430.1 

1864353 186588 
llales; Halo 


Asanoa ishikariensis 

ishikariensis Bacteria; 

poraceae; Asanoa. 
Saccharomonospora 

1 Saccharomonospora 

rdineae; 


ref |NR_025429.1 
a 

; Micromonos 
ref|NR_025413.1 
1885917 188742 


Pseudonoca 


v 


ref|NR_025384.1 
1923611 192512 
es; Pseudono 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 

ref Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


NR_025383.1 
4 
les; Pseudon 
ref |NR_025367.1 

1949601 195111 
les; Pseudon 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


ref |NR_025354.1 
1969231 197053 
rillales; Rh 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


ref|NR_025343.1 
1986193 198770 
es; Cystobac 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Amycolatopsis 

1 Amycolatopsis 
donocardineae; 


ref|NR_025257.1 
£ 
sulfohalobia 
NR_025231.1 
138615 214004 


etales; Pseu 


De 
ref 
2 


ref|NR_025224.1| Prauserella halophila 


78 Prauserella halophila Bacteria; 
eae; 


Pseudonocar 
NR_025198.1 
183928 218546 
dales; Xanth 


diaceae; Prauserella. 
Pseudoxanthomonas 

6 Pseudoxanthomonas 
omonadaceae; 


ref 


ND 


ref|NR_025163.1|] Desulfonatronum 
2235498 2236978 Desulfonatronum 


345890 Bacteria_16S 
NRRL B-24104 16S 


2342420 2342524 1 103 
ribosomal RNA, partial sequence 


gi 


219857500 
2341772 23432 


ref|NR_025088.1 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
345890 Bacteria_16S 2391024 2391120 9 103 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
345890 Bacteria_16S 2403118 2403213 13 106 gi 
strain ATCC 17747 16S ribosomal RNA, partial sequence 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
345890 Bacteria_16S 2441241 2441345 1 103 gi 
paradoxus strain ARh1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
345890 Bacteria_16S 2548071 2548175 1 103 gi 
meridiei strain S10 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptoc 
345890 Bacteria_16S 2558793 2558889 9 103 gi 
strain SR12 16S ribosomal RNA, partial sequence 


al 


oc 


H 
219857458 


Vv 
219857426 
ce 
219857345 


219857338 
2558106 25596 


alomonadaceae; Halomona 
ref |NR_025046.1 
23 2403914 Veill 
la. 
ref|NR_025014.1 
72 2442029 Thioa 
thiorhodospirac 
ref |NR_024933.1 
74 2548878 Desul 
Desulfosporosin 
ref |NR_024926.1 


24024 
eillonel 


24405 
es; Ecto 
25473 
caceae; 


fo} 


1 
e 


£ 
u 


Ss. 


Veillonella criceti 
nella criceti Bacteria; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 

Desulfosporosinus 
osporosinus meridiei 
Ss. 

Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

345890 Bacteria_16S 2609477 2609581 1 103 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

345890 Bacteria_16S 2611049 2611153 1 103 gi|219857258|ref|NR_024889.1| Prauserella rugosa 


strain DSM 43194 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
345890 Bacteria_16S 2612577 2612681 1 103 gi 
strain DSM 44262 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
345890 Bacteria_16S 2667224 2667328 1 103 gi 
taberi strain DSM 43856 16S ribosomal RNA, partial sequ 


do 


do 


en 


16S ribosomal RNA, partial sequence 2610373 26118 


219857257 
16S ribosomal RNA, partial sequence 2611942 26134 


219857212 


nocardineae; Pseudonoca 
ref|NR_024888.1 
18 Amycolatopsis 
eae; Pseudonoca 
ref|NR_024840.1 


99 2668066 Sacch 


nocardin 


ce 26665 


r 


a 


91 Prauserella rugosa Bacteria; 
xr 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Saccharopolyspora 
ropolyspora taberi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

345890 Bacteria_16S 2668739 2668843 1 103 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

345890 Bacteria_16S 2724405 2724509 1 103 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
345890 Bacteria_16S 2755673 2755777 1 103 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
345890 Bacteria_16S 2760203 2760307 1 103 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

345890 Bacteria_16S 2763156 2763256 5 103 gi|219857142|ref|NR_024770.1| Edwardsiella tarda 
strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 2763940 Edwardsiella tarda ATCC 15947 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 
345890 Bacteria_16S 2764672 2764772 5 103 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella ictaluri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

345890 Bacteria_16S 2766188 2766288 5 103 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

345890 Bacteria_16S 2796269 2796373 1 103 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

345890 Bacteria_16S 2799312 2799416 1 103 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
345890 Bacteria_16S 2805399 2805503 1 103 gi|219857113|ref|NR_024741.1] Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

345890 Bacteria_16S 2808443 2808547 1 103 gi|219857111|ref|NR_024739.1]| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

345890 Bacteria_16S 2829547 2829651 1 103 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 


strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Catenuloplanes. 

345890 Bacteria_16S 
strain ATCC 33616 
Bacteria; 
345890 Bacteria_16S 


strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 


Proteobacteria; 
345890 Bacteria_16S 


capillaceus strain K95-5561 16S ribosomal RNA, partial 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 


2857256 2857352 9 


2863390 2863494 1 


2891160 2891264 1 


Micromonosporaceae; Actinoplanes. 


345890 Bacteria_16S 
minutulum strain 


345890 Bacteria_16S 


2 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Actinoalloteichus. 


Pseudonocardiaceae; 
345890 Bacteria_16S 


2927689 2927793 1 


2938185 2938289 1 


2939703 2939807 1 


103 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


103 


103 


103 


ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


103 


103 


IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


345890 Bacteria_16S 


aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 


2941226 29413301 


Micromonosporaceae; Virgisporangium. 


345890 Bacteria_16S 
ochraceum strain 


2942742 2942846 1 


Micromonosporaceae; Virgisporangium. 


345890 Bacteria_16S 


gifhornensis strain HR1- 


Micromonosporaceae; 
345890 Bacteria_16S 


intestinalis strain KMS2 


intestinalis Bacteria; 
Desulfovibrio. 
345890 Bacteria_16S 


strain LMG 8678 16S ribo 


Proteobacteria; 
345890 Bacteria_16S 


strain LMG 947 16S ribos 


Proteobacteria; 
345890 Bacteria_16S 


strain LMG 673 16S ribos 


Proteobacteria; 
345890 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
345890 Bacteria_16S 
strain LMG 690 
Proteobacteria; 
345890 Bacteria_ 
strain LMG 733 
Proteobacteria; 
345890 Bacteria_16S 
strain LMG 847 
Proteobacteria; 
345890 Bacteria 


16S 


16S 


strain LMG 736 16S ribosomal RNA, partial sequence 


Proteobacteria; 
345890 Bacteria_16S 


strain CCUG 32789A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomyces. 
345890 Bacteria_16S 


strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Firmicutes; 
345890 Bacteria_16S 


Gammaproteobacteria; 


16S ribos 


16S ribos 


16S ribos 
Gammaproteobacteria; 


Clostridia; 


3103233 31033371 


3151357 31514611 
Proteobacteria; 


3183373 3183469 9 


3184925 3185021 9 


3186477 3186573 9 


3188029 3188125 9 
Proteobacteria; 


3189581 3189677 9 


3191133 3191229 9 


3192685 3192781 9 


3195787 3195883 9 


3224370 3224474 1 


3275702 3275798 9 


Clostridiales; 
3278730 3278826 9 


103 


103 


YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Act 


103 


2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 
Verrucosispora. 


103 


16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


103 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


103 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


103 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


103 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


103 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


103 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


103 


omal RNA, partial sequence 
Xanthomonadales; 


103 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


103 


103 


103 


gi| 219856886 


gi| 219856882 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


219856862 
sequence 


gi 


219856838 
sequence 


gi 


gi| 219856831 


gi| 219856830 
2939058 29405 


gi| 219856829 


gi| 219856828 


gi| 219846853 


gi|219846821 


Desul 


gi|219846799 


gi|219846798 
3184240 31857 


gi| 219846797 
3185792 31872 


gi|219846796 


Xantho: 


gi|219846795 
3188896 31903 
Xanthomonad 
gi|219846794 
3190448 31919 
Xanthomonad 
gi|219846793 
3192000 31935 
Xanthomonad 
gi|219846791 
3195102 31966 


219846771 
32236 
Acti 


gi 


gi| 219846737 


Acetobacte 


Actinomycetales; 


Oceanospirillales; 


sequence 


Actinomycetales; 


Actinomycetales; 


inomycetales; 


Actinomycetales; 


ref|NR_024705.1 


ref 


NR_024701.1 


ref|NR_024681.1 


ref|NR_024657.1 


ref |NR_024650.1 
2937540 293900 


ref 


NR_024649.1 


ref|NR_024648.1 
2940579 294204 


ref |NR_024647.1 
2942098 294356 
Micromonos 


ref |NR_026445.1 
102586 310404 


Micromo 


w 


ref|NR_026413.1 
150676 315218 


fovibrionales; D 


w 


ref|NR_026391.1 
Xanthomon 
ref|NR_026390.1 
Xanthomon 
ref |NR_026389.1 
Xanthomon 
NR_026388.1 
187344 318884 
monadales; Xanth 


ref 


Ww 


ref |NR_026387.1 


aceae; Xanthomon 
ref|NR_026386.1 


aceae; Xanthomon 
ref|NR_026385.1 


aceae; Xanthomon 
ref |NR_026383.1 


aceae; Xanthomon 
ref |NR_026363.1 


nomycineae; Acti 
ref 


NR_026329.1 


rium. 


gi|219846735 


paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 


paludosum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Pseudomonas cissicola 


2856557 2858059 Pseudomonas cissicola 
Xanthomonadaceae; 


Xanthomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
Pseudomonas. 


Actinoplanes 


2890502 2891958 Actinoplanes 
Micromonosporineae; 


Marinospirillum 


2927022 2928477 Marinospirillum 
Marinospirillum. 


Actinoalloteichus 
7 Actinoalloteichus 


Pseudonocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Virgisporangium 
7 Virgisporangium 


Micromonosporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Desulfovibrio 
4 Desulfovibrio 


esulfovibrionaceae; 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas 
5 Xanthomonas 
omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Actinomyces europaeus 


89 3225098 Actinomyces europaeus 


nomycetaceae; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


ref |NR_026327.1 


Acetobacterium 


3278074 3279532 Acetobacterium 


Eubacteriaceae; Acetobacterium. 


345890 Bacteria_ 


strain DSM 4132 1 
Clost 


Firmicutes; 
345890 Bacteria_ 


carbinolicum stra 
carbinolicum Bact 


345890 Bacteria_ 
wieringae strain 


wieringae Bacteri 


345890 Bacteria_ 


strain LMG 5743 1 
G 


Proteobacteria; 
345890 Bacteria_ 


strain LMG 5047 1 
G 
345890 Bacteria_16S 


Proteobacteria; 


strain LMG 708 16 
Proteobacteria; 


strain LMG 538 16 
Proteobacteria; 


matsuzakiense Bac 


Micromonosporacea 
345890 Bacteria_16S 
brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 
345890 Bacteria_16S 


DSM 803 16S ribos 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


345890 Bacteria_16S 


thailandense DSM 


Bacteria; Actinob 
Dactylosporangium. 
345890 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


345890 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


345890 Bacteria_16S 


marinum DSM 5261 
Proteobacteria; 


strain DSM 2062 1 
frateurii strain 


frateurii Bacteri 
Gluconobacter. 


345890 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


345890 Bacteria_16S 


G 
345890 Bacteria_16S 


G 


G 
345890 Bacteria_16S 


16S 3280249 3280345 9 103 gi 
6S ribosomal RNA, partial sequence 32 
ridia; Clostridiales; Eubacteriaceae; 


16S 3281768 3281864 9 103 gi 


Firmicutes; Clostridia; 
3283292 3283388 9 103 


eria; 
16S gi 
a; 
16S 


Firmicutes; Clostridia; 
3289327 3289423 9 103 gi 
6S ribosomal RNA, partial sequence 32 


16S 3290852 3290948 9 103 gi 


6S ribosomal RNA, partial sequence 32 


3292404 3292500 9 103 
S ribosomal RNA, partial sequence 


gi 
32 


3293956 3294052 9 103 
S ribosomal RNA, partial sequence 


gi 
32 


3324383 3324487 1 103 gi 


7 
e; Dactylosporangium. 
3325910 3326014 1 


103 gi 


3327431 3327535 1 103 gi 


e; Dactylosporangium. 


3334995 3335099 1 103 gi 


e; Actinoplanes. 
3341036 3341140 1 
omal RNA, partial sequence 


103 gi 
3340376 33 


3342563 3342667 1 103 gi 


3345610 3345714 1 103 gi 


3347136 3347240 1 103 gi 


3388408 3388508 5 103 gi 


3394326 3394430 1 103 gi 


3418543 3418635 13 103 gi 


3493930 3494034 1 103 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3524098 3524202 1 


103 gi 


in DSM 2925 16S ribosomal RNA, partial 
Clostrid 


DSM 1911 16S ribosomal RNA, partial se 
Clostridial 


ammaproteobacteria; Xanthomonadales; X 


ammaproteobacteria; Xanthomonadales; X 


ammaproteobacteria; Xanthomonadales; X 


ammaproteobacteria; Xanthomonadales; X 
345890 Bacteria_16S 
vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 
345890 Bacteria_16S 
roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 
345890 Bacteria_16S 
matsuzakiense str 


SM 43823 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chro 


6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


219846734 
79583 32810 
Ac 
219846733 
sequence 
iales; 
219846732 
quence 
es; 
219846728 
88642 32901 
an 
219846727 
90167 32916 
an 
219846726 
91719 32932 
an 
219846725 
93271 32947 
an 
219846702 
quence 
tinomyceta 


219846701 
ence 33252 
ales; Micr 


219846700 
al sequenc 
e; 


219846695 
1 sequence 
; Actinomy 
219846690 
41852 Micro: 
omonospori 


219846689 
nce 33419 
ales; Micr 


219846687 
e 33449 
ales; Micr 
219846686 
ce 33464 
ales; Micr 
219846653 


matiaceae; 
219846649 


ococcineae 
219846632 
quence 

; Rhodospi 
219846580 
sequence 
Actinomyce 


etobacte 


Eub 


Eubact 


thomonad 


thomonad 


thomonad 


thomonad 


Actinomycet 


ref|NR_026326.1| Acetobacterium malicum 

51 Acetobacterium malicum Bacteria; 

rium. 

ref |NR_026325.1 
3281102 328257 

acteriaceae; Ace 

ref |NR_026324.1 
3282621 328409 

eriaceae; Acetobacterium. 

ref|NR_026320.1| Xanthomonas populi 

16 Xanthomonas populi Bacteria; 

aceae; Xanthomonas. 

ref|NR_026319.1|] Xanthomonas oryzae 

68 Xanthomonas oryzae Bacteria; 

aceae; Xanthomonas. 

ref|NR_026318.1| Xanthomonas fragariae 

20 Xanthomonas fragariae Bacteria; 

aceae; Xanthomonas. 

ref|NR_026317.1| Xanthomonas axonopodis 

72 Xanthomonas axonopodis Bacteria; 

aceae; Xanthomonas. 

ref|NR_026294.1| Dactylosporangium 
3323723 3325198 Dactylosporangium 

les; Micromonosporineae; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 

Acetobacterium 
4 Acetobacterium 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ref|NR_026292.1| Dactylosporangium 
e 3326771 3328239 Dactylosporangium 
ales; Micromonosporineae; 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


ref |NR_026287.1 
3334351 333579 
cetales; Micromo 


ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


, 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


ref|NR_026279.1| Micromonospora 
50 3346425 Micromonospora aurantiaca 
omonosporineae; Micromonosporaceae; 


ref|NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 
ref|NR_026241.1| Brevibacterium iodinum 
47 Brevibacterium iodinum Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_026224.1] Gluconobacter 

3417892 3419367 Gluconobacter 
rillales; Acetobacteraceae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


ref|NR_026172.1 
3493260 349458 
tales; Pseudonoc 


219846560 


gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Saccharopolyspora. 


ref|NR_026152.1] Saccharopolyspora 
3523483 3524884 Saccharopolyspora 


345890 Bacteria_16S 


strain DSM 3503 1 


3574514 3574606 13 103 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
6S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 
3632188 3632284 9 103 gi|219846484|ref|NR_026076.1| Geobacter bremensis 


345890 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


345890 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


345890 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


345890 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


345890 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


345890 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


345890 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


345890 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; G 


345890 Bacteria_16S 


strain KMM 3637 1 
Actinobacteria; A 


345890 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


345890 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


345890 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


345890 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


345890 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


345890 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


345890 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


345890 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


345890 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


345890 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3712600 3712704 1 103 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3767628 3767732 1 103 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


3773631 3773727 9 103 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3835725 3835821 9 103 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3917913 3918017 1 103 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

3970441 3970533 13 103 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
4055619 4055715 9 103 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
4120627 41207311 103 gi 


ctinobacteridae; Actinomycetales; Micr 
4210806 4210910 1 103 gi 
n SA 233 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

676579 676686 1 106 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
4070776 4070871 13 106 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
79200 79294 11 103 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


gi 


459048 459142 11 
in CFBP 4389 16S ribos 
eria; Proteobacteria; 


103 gi 
omal RNA, partia 
Gammaproteobacte 


471145 471239 11 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
488075 488169 11 103 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
558424 558518 11 103 gi 
6S ribosomal RNA, part 
ammaproteobacteria; Pseudomonadales; P 
640225 640319 11 103 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
671994 672088 11 103 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


103 gi 


345890 Bacteria_16S 


3631486 36329 
Geobacte 


3835060 38365 
alomonad 


4054980 40563 
alomonad 


6S ribosomal RNA, partial sequence 4119951 41214 


675861 67745 


4070099 40715 


470446 47199 


ial sequence 557743 55923 


639529 64105 


obacteria; 


, 


219846428 
ence 37119 
ales; 


219846386 
sequence 
a; 


219846382 
ence 37729 
omonadales 
219846338 


H 
219846282 
al sequenc 
ae; Actino 


’ 


219846245 
ence 39698 
terales; 
219846183 


H 
219846137 


ococcineae 
219846068 
quence 
Actinomyc 


265678598 


ae; Anaero 
219846172 


Veillonel 
265679011 
equence 
cteria; Ps 
265678745 
1 sequence 
ria; Pseud 


265678737 


seudomonad 
265678726 
ce 48737 
irillales; 
265678680 


seudomonad 
265678624 


seudomonad 
265678601 
ial sequen 


785113 785207 11 103 


gi 


Micr 


Desulfo 


R 


raceae; Geobact 
ref|NR_026019.1 
82 3713392 Actin 
omonosporineae; 


ref|NR_025977.1 
3766971 376838 
vibrionales; Des 


ref |NR_025973.1 
41 3774411 Desulf 
7 De 
ref |NR_025928.1 
aceae; Halomonas 
ref|NR_025872.1 
e 3917267 391873 
mycetales; Micr 


ref|NR_025835.1 
17 3971134 Rhodot 
hodobacteraceae; 
ref|NR_025773.1 


acea 
ref 


e; Halomonas 
NR_025727.1 
; Brevibacteriac 
ref|NR_025658.1 

4210162 421159 
etales; Pseudono 


ref|NR_028903.1 
6 Anaerobaculum 
baculum. 


265678522 


mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


fo} 


sulfuromonad 


(eo) 


60 Geobacter bremensis Bacteria; 
e 


T's 
Actinoplanes 

planes auranticolor 

Micromonosporaceae; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Desulfuromonas 

uromonas palmitatis 

aceae; Desulfuromonas. 
Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Saccharothrix 

0 Saccharothrix 
cardineae; 


Anaerobaculum mobile 
mobile Bacteria; 


ref|NR_025762.1| Veillonella caviae 
00 Veillonella caviae Bacteria; 
la. 
ref|NR_029319.1| Pseudomonas 

78587 79994 Pseudomonas 
eudomonadales; Pseudomonadaceae; 
ref|NR_029050.1] Pseudomonas 

458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_029031.1| Marinomonas 
1 488866 Marinomonas ushuaiensis 
Marinomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028906.1| Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_028826.1] Pseudomonas 

784432 785869 Pseudomonas 


345890 Bacteria_16S 821740 821834 11 103 
strain IMT37 16S ribosomal RNA, partial sequence 821061 82256 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
345890 Bacteria_16S 961023 961117 11 103 gi| 265678404 
strain CIP 104663 16S ribosomal RNA, complete sequence 96032 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
345890 Bacteria_16S 1088807 1088901 11 103 gi| 265678317 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 10881 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
345890 Bacteria_16S 1097782 1097876 1 94 gi| 265678311 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; Streptomyces. 

345890 Bacteria_16S 1268674 1268768 11 103 gi 
chloroethenica strain TT4B 16S ribosomal RNA, partial s 
chloroethenica Bacteria; Proteobacteria; Deltaproteobac 
Desulfuromonas. 

345890 Bacteria_16S 1415231 1415325 11 103 gi| 224581448 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 14160 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
345890 Bacteria_16S 1641207 1641301 11 103 gi| 219878449 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseud 
Pseudomonas. 
345890 Bacteria_16S 1662626 1662728 3 103 gi 
philippinense strain A 80407 16S ribosomal RNA, partial 
philippinense Bacteria; Actinobacteria; Actinobacterida 
Pseudonocardiaceae; Kibdelosporangium. 

345890 Bacteria_16S 1694649 1694743 11 103 gi|219878411 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 16954 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
345890 Bacteria_16S 1696193 1696287 11 103 gi| 219878410 
strain TOl 16S ribosomal RNA, partial sequence 1695512 16970 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
345890 Bacteria_16S 2143743 2143837 11 103 gi| 219857639 
strain Ps 9-14 16S ribosomal RNA, partial sequence 2143068 21445 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
345890 Bacteria_16S 2145248 2145342 11 103 gi| 219857638 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudo 
Pseudomonas. 
345890 Bacteria_16S 2146753 2146847 11 103 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 21475 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
345890 Bacteria_16S 2303109 2303203 11 103 gi| 219857528 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 23024 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alter 
345890 Bacteria_16S 2321435 2321529 11 103 gi|219857515|ref 
strain CFML 97-391 16S ribosomal RNA, partial sequence 23207 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
345890 Bacteria_16S 2322987 2323081 11 103 gi| 219857514 
strain CFML 97-514 16S ribosomal RNA, partial sequence 23223 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
345890 Bacteria_16S 2521360 2521454 11 103 gi| 219857363 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pse 
Pseudomonas. 

345890 Bacteria_16S 2522840 2522934 11 103 gi 
brassicacearum strain DBK11 16S ribosomal RNA, partial 
brassicacearum Bacteria; Proteobacteria; Gammaproteobac 
Pseudomonas. 
345890 Bacteria_16S 
strain ATCC 4973 16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; Ps 
345890 Bacteria_16S 2555666 2555760 11 
strain CIP 105469 16S ribosomal RNA, pa 
Bacteria; Proteobacteria; Gammaproteoba 
345890 Bacteria_16S 2557232 2557326 11 
strain CIP 105470 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
345890 Bacteria_16S 2561858 2561952 11 103 gi| 219857336 
strain CIP 105259 16S ribosomal RNA, partial sequence 


gi|265678498|ref 
acea 
ref 


acea 
ref 


seud 
ref 


7 ceta 


219846421]|ref 
equence 
teria; 


Desulfu 


ref 


acea 
ref 


omon 
219878433 


sequence 
e; Actinomycet 


ref 


ref 


acea 
ref 


acea 
ref 


acea 
ref 
2 
mona 


, 


gi| 219857637 |ref 


acea 
ref 


acea 
ref 


seud 
ref 


udom 
219857362 


sequence 
teria; Pse 


ref 


; udom 


2528912 2529006 11 103 gi| 219857358 |ref 
tial sequence 2528225 25296 
eudomonadales; Pseudomonad 
103 gi| 219857340 
rtial sequence 25549 
cteria; Pseudomonadales; P 
103 gi| 219857339 
rtial sequence 25565 


acea 
ref 


seud 
ref 


acea 
ref 


3 961843 Pseud 


07 1089634 Pseud 


1640520 16420 


1661967 16634 


04 2303932 Marin 


64 2322265 Pseud 


16 2323816 Pseud 


2520665 25220 


2522145 25236 


74 2556489 Pseud 


40 2558055 Pseud 


NR_028801.1 


e; Pseudomon 
NR_028706.1 
° 
e; Pseudomon 
NR_028619.1 
° 


omonadaceae; 
NR_028613.1 


1097121 109859 


les; Strepto: 


NR_026012.1 


1267974 126947 


romonadales; 
NR_027230.1 


e; Pseudomon 
NR_025588.1 
3 
adales; Pseu 
NR_025572.1 
5 
° 


ales; Pseud 


NR_025550.1 


e; Pseudomon 
NR_025549.1 


e; Pseudomon 
NR_025228.1 


e; Pseudomon 
NR_025227.1 


144573 214602 


dales; Pseud 


NR_025226.1 


e; Pseudomon 
NR_025116.1 

° 
omonadaceae; 
NR_025103.1 
°. 
e; Pseudomon 
NR_025102.1 
° 
omonadaceae; 
NR_024951.1 
9 
onadales; Ps 
NR_024950.1 
1 
s 


onadales; P 


NR_024946.1 


e; Pseudomon 
NR_024928.1 
° 
omonadaceae; 
NR_024927.1 
°. 
e; Pseudomon 
NR_024924.1 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 

Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Pseudomonas 
monas psychrophila 

Pseudomonas. 

Streptomyces 
9 Streptomyces 
mycineae; 


Desulfuromonas 
5 Desulfuromonas 


Desulfuromonadaceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 

Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Kibdelosporangium 
6 Kibdelosporangium 


nocardineae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 

Marinobacter 
bacter lutaoensis 
Marinobacter. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 


2561168 2562680 Pseudomonas mosselii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


345890 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


345890 Bacteria_16 


strain CIP 
Bacteria; 


104664 
Proteob 


345890 Bacteria_16 


strain CIP 104883 
Bacteria; Proteob 


345890 Bacteria_16 


strain CIP 105273 
Proteobacteria; G 


345890 Bacteria_16 


strain CIP 
Bacteria; 


105460 
Proteob 


345890 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


345890 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


345890 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


345890 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


345890 Bacteria_16S 


strain IFO 15467 


Proteobacteria; G 


345890 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


2570991 2571085 11 
16S ribosomal RNA, pa 
ammaproteobacteria; Ps 
s 2581678 2581772 11 
16S ribosomal RNA, 
acteria; 
Ss 2583248 2583342 11 
16S ribosomal RNA, pa 
acteria; 
Ss 2595655 2595749 11 
16S ribosomal RNA, pa 
ammaproteobacteria; Ps 
Ss 2597221 2597315 11 
16S ribosomal RNA, 
acteria; 
2815939 2816033 11 
n AL15-21 16S ribosoma 
ria; Proteobacteria; 


2854114 2854208 11 

16S ribosomal RNA, pa 
acteria; 
2858797 2858891 11 

16S ribosomal RNA, pa 
acteria; 
2920210 2920304 11 
train FPC951 16S ribos 
acteria; Proteobacteri 


2930684 2930778 11 


16S ribosomal RNA, partial sequence 2930007 29314 
eanospirillales; 


ammaproteobacteria; Oc 
2973055 2973149 11 
ain DSM 50332 16S ribo 


345890 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


345890 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


345890 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


345890 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


345890 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


345890 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 


asymbiotica subsp 


teria; Proteobacteria; Gammaproteobacteria; Pseu 
3809876 3809970 11 103 gi| 219846356 
bosomal RNA, complete sequence 3809177 38107 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
3892340 3892434 11 103 gi|219846300|ref|NR_025890.1 
strain DSM 735 16S ribosomal RNA, complete sequence 389163 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillale 
4019315 4019409 11 103 gi|219846210|ref|NR_025800.1 
SW-156 16S ribosomal RNA, partial sequence 4018632 402012 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero: 
4095096 4095198 3 103 gi|219846156|ref|NR_025746.1 
osomal RNA, partial sequence 4094388 40957 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
21809 21906 9 104 gi| 265679049 |ref|NR_029357.1 
ibosomal RNA, partial sequence 21157 22626 Propionispira 
ridia; Clostridiales; Veillonellaceae; Propionispira. 
400379 400476 8 103 gi| 265678788 |ref|NR_029093.1 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 


345890 Bacteria_16S 


strain B22P3 16S 


; Enterobacteriaceae; 
598911 599015 1 
ribosomal RNA, partial 


a; 


103 


rtial sequence 
eudomonadales; 


103 


complete sequence 
Gammaproteobacteria; 


103 


rtial sequence 
Gammaproteobacteria; 


103 


rtial sequence 
eudomonadales; 


103 


complete sequence 
Gammaproteobacteria; 


103 


1 RNA, partial s 
Gammaproteobacter 


103 


rtial sequence 
Gammaproteobacteria; 


103 


rtial sequence 
Gammaproteobacteria; 


103 


omal RNA, partia 
Gammaproteobacteria; 


103 


103 


somal RNA, parti 


Pseudomonadales; 


Pseudomonadales; 


Pseudomo 


Pseudomonadales; 


Pseudomonadales; 


219857287 
25702 
seudomonad 
219857280 
25809 
P 
219857279 
25825 
P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219856913 
equence 

ia; Pseudo 


gi 


P 
gi 


gi 


gi 


P 
gi 


gi 


219856888 
28534 
P 
219856885 
28581 
P 
219856843 
1 sequence 
Ps 


gi 


gi 


gi 


gi| 219856836 
Oceanobac 
219846941 
al sequenc 


gi 


ref|NR_024918.1 
aceae; Pseudomon 
ref|NR_024911.1 


seudomonadaceae; 
ref|NR_024910.1 


seudomonadaceae; 
ref|NR_024902.1 


aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024662.1 

2919511 292100 
eudomonadales; P 


ref|NR_024655.1 
ter. 
ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref|NR_025947.1 


rtial sequence 


Pseudomonas jessenii 


99 2571813 Pseudomonas jessenii Bacteria; 


as. 
Pseudomonas rhodesiae 


86 2582507 Pseudomonas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


58 2584074 Pseudomonas monteilii 


Pseudomonas. 
Pseudomonas mandelii 


61 2596478 Pseudomonas mandelii Bacteria; 


as. 

Pseudomonas libanensis 

monas libanensis 
Pseudomonas. 
Pseudomonas 

8 Pseudomonas 

omonadaceae; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Oceanobacter kriegii 


58 Oceanobacter kriegii Bacteria; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Halomonas 

6 3893166 Halomonas 

s; Halomonadaceae; 


Marinobacter 
7 Marinobacter 


monadaceae; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Propionispira arboris 
arboris Bacteria; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


345890 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


345890 Bacteria_16S 
strain PR-Nl 16S ribosomal RNA, parti 


naphthalenovorans 
naphthalenovorans 


345890 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


693227 693324 11 


797321 797418 8 


Bacteria; Firmicutes; 
1007051 1007148 8 
ribosomal RNA, partial 
lales; Bacillaceae; 


345890 Bacteria_16S 


1008514 1008611 8 


ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Planctomyceta 


Photorhabdus. 
103 gi| 265678653 
sequence 598291 59976 
Streptomycinea 
106 gi| 265678587 
692571 69404 
103 gi| 265678514 
al sequenc 
Bacillales; Paenibacillac 
103 gi| 265678373 
sequence 1006359 10077 


Bacillus. 


103 


strain T7 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


lales; Bacillaceae; 


Bacillus. 


ref|NR_028958.1 
1 Streptomyces 
e; Streptomyceta 
ref|NR_028892.1 


ceae; Isosphaer 
ref|NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref|NR_028675.1 


gi|265678372 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
a. 


Paenibacillus 
Paenibacillus 

us. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


ref |NR_028674.1 


Bacillus edaphicus 


1007814 1009265 Bacillus edaphicus Bacteria; 


345890 Bacteria_16S 1031299 1031403 1 103 gi 


auratinigra strain TT1-11 16S ribosomal RNA, partial se 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 
345890 Bacteria_16S 1289645 1289738 13 
strain VPI 0546 16S ribosomal RNA, 
Actinobacteria; Coriobacteridae; Coriobacteriales; 
345890 Bacteria_16S 1845375 1845468 12 103 
strain VC 5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
345890 Bacteria_16S 1883468 1883565 9 104 


104 gi 


Cori 
gi 


gi 


strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 18842 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
345890 Bacteria_16S 2017494 2017587 12 103 

strain MCS 25 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
345890 Bacteria_16S 2070849 2070946 8 103 gi 
xylanilyticus strain XE 16S ribosomal RNA, complete seq 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paeniba 
345890 Bacteria_16S 2432083 2432180 8 103 gi 
chinjuensis strain WN9 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
345890 Bacteria_16S 2598773 2598869 9 103 gi 
strain SMCC W459 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 

345890 Bacteria_16S 3219808 3219905 1 97 gi 
platensis strain 3R 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterale 
345890 Bacteria_16S 3502752 3502856 1 103 gi 
strain DSM 20425 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 3902963 3903067 1 103 gi 
strain IFO 15965 


gi 


complete sequence 1289055 12904 


2016867 20182 


16S ribosomal RNA, partial sequence 2598095 25994 


16S ribosomal RNA, partial sequence 3502100 35035 


16S ribosomal RNA, partial sequence 3902319 39037 


265678357 
quence 


219846501 


ococcineae 
219846293 


Actinomyc 


Micromonospora 
4 Micromonospora 
osporineae; 


ref|NR_028659.1 
1030633 103211 
etales; Micromon 


ref|NR_026093.1| Atopobium parvulum 
02 Atopobium parvulum Bacteria; 


obacterineae; Coriobacteriaceae; Atopobium. 

219878305|ref|NR_025444.1| Maricaulis virginensis 
1844748 1846167 Maricaulis virginensis Bacteria; 

yphomonadaceae; Maricaulis. 

219878277|ref|NR_025416.1| Sporomusa malonica 

88 Sporomusa malonica Bacteria; 
Sporomusa. 
219878184 |ref|NR_025323.1| Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


yphomonadaceae; Maricaulis. 

219878143|ref|NR_025282.1| Thermobacillus 

uence 2070125 2071678 Thermobacillus 

cillaceae; Thermobacillus. 

219857436|ref|NR_025024.1| Paenibacillus 

nce 2431410 2432897 Paenibacillus chinjuensis 

nibacillus. 

219857269|ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 

Desulfotomaculum. 

219846774|ref|NR_026366.1| Coprothermobacter 

3219155 3220600 Coprothermobacter platensis 
s; Thermodesulfobiaceae; Coprothermobacter. 
219846574|ref|NR_026166.1| Brevibacterium linens 


72 Brevibacterium linens Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_025883.1| Cryptosporangium arvum 
83 Cryptosporangium arvum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
345890 Bacteria_16S 31048 31152 1 103 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

345890 Bacteria_16S 44504 44588 ak 103 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

345890 Bacteria_16S 61313 61409 9 103 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

345890 Bacteria_16S 71839 71943 1 103 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Pseudonocardia. 


345890 Bacteria_16S 112739 112843 1 103 gi| 265678987 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 11359 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrop 
345890 Bacteria_16S 114337 114441 1 103 gi| 265678986 
strain DM-2 16S ribosomal RNA, partial sequence 113641 11518 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrop 
345890 Bacteria_16S 135698 135802 1 103 gi| 265678972 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Actinomycetaceae; Actinomyces. 

345890 Bacteria_16S 167750 167850 5 103 gi| 265678951 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

345890 Bacteria_16S 169274 169374 5 103 gi| 265678950 


strain Fowl 16S ribosomal RNA, partial sequence 


168553 16998 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
345890 Bacteria_16S 170750 170850 5 103 gi| 265678949 
strain 50 16S ribosomal RNA, partial sequence 170036 17150 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
345890 Bacteria_16S 172260 172360 5 103 gi| 265678948 
strain PB 1 16S ribosomal RNA, partial sequence 171556 17300 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
345890 Bacteria_16S 173768 173868 5 103 gi| 265678947 


398 16S ribosomal RNA, partial sequence 


ref|NR_029295.1| Syntrophus gentianae 
0 Syntrophus gentianae Bacteria; 
haceae; Syntrophus. 
ref|NR_029294.1| Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 
haceae; Syntrophus. 
ref|NR_029280.1| Actinomyces 

135066 136444 Actinomyces 
cetales; Actinomycineae; 


Vibrio mimicus strain 
ia; Proteobacteria; 


ref 
o mi 


NR_029259.1 
micus Bacter 


173054 174520 Vibrio fischeri Bacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 


ref|NR_029258.1| Vibrio metschnikovii 

5 Vibrio metschnikovii Bacteria; 

ibrio. 

ref|NR_029257.1| Vibrio mediterranei 

5 Vibrio mediterranei Bacteria; 

ibrio. 

ref|NR_029256.1| Vibrio gazogenes 

3 Vibrio gazogenes Bacteria; 

ibrio. 

ref|NR_029255.1| Vibrio fischeri strain 


Proteobacteria; 


345890 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


345890 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


345890 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


345890 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


345890 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


345890 Bacteria_16S 
ain FP35 16S ribosomal RNA, partial se 


anticariensis str 
anticariensis Bac 
Halomonas. 


345890 Bacteria_16S 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


69 16S ribosomal 
Gammaproteobacter 


345890 Bacteria_16S 
DVS 5al 16S ribosomal RNA, partial se 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


345890 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


345890 Bacteria_16S 


strain CCUG 42773 


175276 175376 


ammaproteobacteria; 
178270 178370 

16S ribosomal RNA, 
ammaproteobacteria; 
222862 222962 
osomal RNA, partial 
ammaproteobacteria; 
257908 258012 
6S ribosomal RNA, 
ridia; 
283516 283620 


eria; 
369853 369949 
teria; 


486496 486596 


506569 506637 


ia; Actinobacteria; 
e; Pseudonocardia. 
546142 546242 
16S ribosomal RNA, 
ammaproteobacteria; 
596096 596200 
16S ribosomal RNA, 


Proteobacteria; 


5 103 gi 


6S ribosomal RNA, partial sequence 174571 17599 


Vibrionales; Vibri 
5 103 gi 
partial sequence 

Aeromonadales; Aer 
5 103 gi 
sequence 
Vibrionales; Vibri 
1 103 gi 


complete sequence 257219 25873 
Thermoanaerobacterales; 


Thermoa 


1 103 gi 


in B54 16S ribosomal RNA, complete seq 
Proteobacteria; 


Deltaproteobacteria; Desul 

9 103 gi| 265678808 
quence 

Gammaproteobacteria; Ocea 

5 103 gi| 265678727 


1 69 gi 
Actinobacteridae; 
5 103 gi 


partial sequence 
Enterobacteriales; 
1 103 gi 
partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


345890 Bacteria_16S 


strain CE2105 16S 


629526 629618 


ribosomal RNA, partial sequence 


13 103 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


345890 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


345890 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


345890 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


345890 Bacteria_16S 


strain M343/98/2 


644885 644985 
al RNA, 


658326 658422 


662812 662912 
ammaproteobacteria; 


673512 673616 


complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


ribosomal RNA, partial sequence 


5 103 gi 


9 103 gi 


5: 103 gi 


Enterobacteriales; 
1 


103 gi 


16S ribosomal RNA, partial sequence 672829 67426 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


345890 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


345890 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


345890 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


345890 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


345890 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


345890 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


222148 22363 


485792 487320 Vibri 


628893 63029 


644174 645732 Vibri 


657665 65912 


662137 66364 


acteria; Deltaproteobacteria; Desulfob 
688598 688702 1 103 gi 
in NZva20 16S ribosomal RNA, partial s 


nomycineae 
685479 685583 1 103 gi| 265678592 
In04 16S ribosomal RNA, partial sequence 68477 


acterales; 


equence 


265678946 


onaceae; V 
265678944 

17756 
omonadacea 
265678914 


onaceae; V 
265678890 


naerobacte 
265678871 
uence 


265678714 
quence 
Actinomyce 


265678688 
54547 
Enterobac 

265678655 
59545 
nomycineae 

265678631 


Rhodospiri 
265678621 


265678610 


Anaerosti 
265678607 


Enterobac 


265678600 


265678590 


ref|NR_029254.1 
ibrio. 
ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029222.1 


ibri 
ref 


oO. 
NR_029198.1 


raceae; Moorella 
ref|NR_029177.1 

282818 284333 
fobacterales; De 


ref|NR_029113.1 
369170 370614 
nospirillales; H 


ref 
oO po 


NR_029032.1 
nticus Bacte 


ref|NR_029019.1 
505922 507359 
tales; Pseudonoc 


ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref|NR_028960.1 
5 596820 Actino 
; Actinomycetace 
ref |NR_028936.1 


llac 
ref 
o le 


eae; Roseosp 
NR_028926.1 
ntus Bacteri 


ref|NR_028915.1 
0 Anaerostipes 
pes. 
ref |NR_028912.1 
7 Enterobacter 
teriaceae; Enter 


ref|NR_028905.1 


; Actinomycetace 
ref |NR_028897.1 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Aeromonas punctata 
nas punctata Bacteria; 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Halomonas 
Halomonas 
alomonadaceae; 


Vibrio ponticus strain 
ria; Proteobacteria; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Enterobacter kobei 

bacter kobei Bacteria; 

obacter. 

Actinomyces funkei 

myces funkei Bacteria; 

ae; Actinomyces. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Vibrio lentus strain 
a; Proteobacteria; 


Anaerostipes caccae 


caccae Bacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Desulfobacterium 


obacterium indolicum 
eae; Desulfobacterium. 
Desulfobacterium 
Desulfobacterium 


4 686292 Desulf 
Desulfobacterac 
ref|NR_028895.1 
687908 68940 


eria; 
690145 690245 


ammaproteobacteria; 
691697 691797 
n NSW 326 
ria; 


702183 702279 


lales; 
709383 709483 
16S ribosomal RNA, 
ammaproteobacteria; 


345890 Bacteria_16S 
6611 16S ribosomal RNA, partial sequence 


732562 732662 


Proteobacteria; 


ribosomal RNA, partial sequence 
Paenibacillaceae; 


Deltaproteobacte 


5 103 gi 


16S ribosomal RNA, partial sequence 689459 69096 


Enterobacteriales; 
5 103 gi 


16S ribosomal RNA, partial 
Proteobacteria; 


Gammaproteobacter 


8 103 gi 
Paenibacillus 
5 103 gi 
partial sequence 

Vibrionales; Vibri 


5 103 gi 


701473 70290 


ria; Desul 
265678589 


Enterobac 
265678588 
sequence 

ia; Entero 


265678581 


265678576 

70866 
onaceae; A 
265678560 


8 
fobacterales; De 
ref|NR_028894.1 


teriaceae; Citro 
ref |NR_028893.1 

691014 692520 
bacteriales; Ent 


ref|NR_028886.1 
9 Paenibacillus 


Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 


sulfobulbaceae. 
Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 

erobacteriaceae; 


Paenibacillus graminis 
graminis Bacteria; 


ref|NR_028881.1| Aliivibrio wodanis 

8 710188 Aliivibrio wodanis Bacteria; 
liivibrio. 

ref|NR_028864.1| Thiocapsa rosea strain 


731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 


345890 Bacteria_16S 743191 743283 13 103 
strain 3-p 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
345890 Bacteria_16S 791236 791336 5 103 gi 
strain Pull 5.3 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
345890 Bacteria_16S 814256 814360 1 103 gi 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 
345890 Bacteria_16S 818718 818818 5 103 gi 
strain 12993 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
345890 Bacteria_16S 820223 820323 5 103 gi 
strain 256 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
345890 Bacteria_16S 838571 838675 1 103 gi 
strain AC 615 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
345890 Bacteria_16S 843121 843213 13 103 
strain AMX51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
345890 Bacteria_16S 844702 844802 5 103 gi 
strain CFBP 5236 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
345890 Bacteria_16S 853532 853636 1 103 gi 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial se 
conservatrix Bacteria; Proteobacteria; Deltaproteobacte 
Desulforegula. 

345890 Bacteria_16S 880795 880899 1 103 gi 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Lentzea. 

345890 Bacteria_16S 902235 902339 1 103 gi 
denitrificans strain ALJD 16S ribosomal RNA, partial se 
denitrificans Bacteria; Proteobacteria; Gammaproteobact 
Thioalkalivibrio. 
345890 Bacteria_16S 
strain CDC 2970-5 
Bacteria; Proteob 
345890 Bacteria_16S 
strain 167 16S ri 
Proteobacteria; G 
345890 Bacteria_16S 
strain I-75 16S r 
Proteobacteria; G 
345890 Bacteria_16S 
strain DO 14784 1 
Proteobacteria; G 
345890 Bacteria_16S 
strain ATCC 33433 
Proteobacteria; G 
345890 Bacteria_16S 


gi 


Stre 
gi 


987036 987136 5 103 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
988616 988716 5 103 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
990196 990296 5 103 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
991767 991867 5 103 gi 


ammaproteobacteria; Enterobacteriales; 
1004006 1004106 5 103 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1051302 1051406 1 103 gi 
insulare strain K 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
345890 Bacteria_16S 1070849 1070941 13 103 gi 
strain JCM 21370 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
345890 Bacteria_16S 1090323 1090427 1 103 gi 
roseoviolacea strain A-5 16S ribosomal RNA, partial seq 
roseoviolacea Bacteria; Actinobacteria; Actinobacterida 
Streptosporangiaceae; Nonomuraea. 
345890 Bacteria_16S 1099292 1099396 1 103 gi 
macrocephala strain IFO 16266 16S ribosomal RNA, partia 
macrocephala Bacteria; Actinobacteria; Actinobacteridae 
Streptosporangiaceae; Acrocarpospora. 
345890 Bacteria_16S 1106860 1106964 1 103 gi 
strain NRRL 15532 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nonomuraea. 
345890 Bacteria_16S 1108410 1108514 1 103 
strain DF-32 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbispora. 


gi 


742578 74395 


complete sequence 790537 79204 


818049 81950 


819558 82101 


837961 83941 


842468 84394 


16S ribosomal RNA, partial sequence 844000 84550 


987916 98944 


989496 99101 


6S ribosomal RNA, partial sequence 991068 99256 


16S ribosomal RNA, partial sequence 1070184 10716 


265678551 


Rhodospiri 
265678518 


sychromona 
265678503 
e 81355 
hales; Pis 
265678500 


Enterobac 
265678499 


Enterobac 
265678487 


ptosporang 
265678484 


rhizobiace 
265678483 


Enterobac 
265678477 
quence 

ria; Desul 


265678458 

88012 
ales; Pseu 
265678443 
quence 
eria; Chro 
265678386 

98633 
cteriales; 
265678385 


Enterobac 
265678384 


Enterobac 
265678383 


Enterobac 
265678375 
10033 
Enterobac 
265678343 
10506 
irillales; 
265678330 


Rhodospiri 
265678316 
uence 


265678310 
1 sequence 
Actinomy 


’ 


265678304 
11062 


ales; Stre 


dono 


mati 


teri 


teri 


teri 


teri 


e; Actinomycet 


ceta 


ptos 


ref |NR_028855.1 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


llaceae; Rhodoci 
ref |NR_028821.1 
3  Psychromonas 
daceae; Psychrom 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref|NR_028803.1 


sta. 
Psychromonas arctica 


arctica Bacteria; 


onas. 
Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Kluyvera cryocrescens 


, 


7 Kluyvera cryocrescens Bacteria; 


teri 
ref 


aceae; Kluyv 
NR_028802.1 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


teri 
ref 


aceae; Kluyv 
NR_028790.1 


era. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


inea 
ref 


e; Streptosp 
NR_028787.1 


orangiaceae; Nonomuraea. 
Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Bosea. 
NR_028786.1 


ae; 
ref 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


teriaceae; Samso 
ref |NR_028780.1 

852834 854357 
fobacterales; De 


ref |NR_028760.1 
9 881579 Lentze 
cardineae; A 


ref|NR_028745.1 
901557 903021 
ales; Ectoth 


ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


nia. 
Desulforegula 
Desulforegula 

sulfobacteraceae; 


Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


aceae; Citro 


ref|NR_028686.1 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


aceae; Citro 


ref|NR_028685.1 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


aceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
aceae; Kluyv 
ref |NR_028645.1 
31 1052062 Marino 
Marinospirillum 
ref |NR_028632.1 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Marinospirillum 
spirillum insulare 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


llaceae; Tistrel 
ref |NR_028618.1 

1089685 109113 
ales; Strept 


ref|NR_028612.1 
1098650 110009 
les; Strepto 


ref|NR_028606.1 
17 1107715 Nonomu 
porangineae 


, 


265678303 


la. 

Nonomuraea 
7 Nonomuraea 
osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


ref|NR_028605.1 


Streptosp 


Microbispora corallina 


1107766 1109207 Microbispora corallina Bacteria; 
Streptosporangineae; 


orangiaceae; 


345890 Bacteria_ 
strain I-132 16S 


16S 1114504 1114608 1 103 
ribosomal RNA, partial sequence 


gi 


265678299 
1113840 11153 


ref|NR_028600.1 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
345890 Bacteria_16S 1119005 1119105 5 103 gi|228716249|ref|NR_027549.1| Escherichia fergusonii 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 1119805 Escherichia fergusonii ATCC 35469 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
345890 Bacteria_16S 1149338 1149434 9 103 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

345890 Bacteria_16S 1152317 11524175 103 gi| 253680755 |ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

345890 Bacteria_16S 1170494 1170598 1 103 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 

345890 Bacteria_16S 1185579 1185679 5 103 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

345890 Bacteria_16S 1187090 1187190 5 103 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

345890 Bacteria_16S 1188601 1188701 5 103 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

345890 Bacteria_16S 1190112 11902125 103 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

345890 Bacteria_16S 1261052 1261156 1 103 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

345890 Bacteria_16S 1301608 1301712 1 103 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 
345890 Bacteria_16S 1304718 1304822 1 103 gi|219846460 


owensensis OL 16S 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 

345890 Bacteria_16S 1324626 13247301 103 gi| 219878140 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 

kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoana 
Family III. Incertae Sedis; Caldicellulosiruptor. 

345890 Bacteria_16S 1333815 1333919 1 103 gi| 228721490 


strain HKI 0122 1 


Bacteria; Actinob 


Beutenbergia. 


345890 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


345890 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


345890 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


345890 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


345890 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


345890 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


345890 Bacteria_16S 


ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


1341378 1341482 1 103 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1362604 1362700 9 103 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1429115 14292191 103 gi 
in USAM 3C 16S ribosomal RNA, partial 

eria; Proteobacteria; Gammaproteobacte 


nc 
Pe 


nc 
te 


se 
ri 


1495897 14959975 103 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1516847 1516951 1 103 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


da 


s 
ct 


1571177 15712775 103 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1577236 1577332 9 103 gi 


al 
te 


16S ribosomal RNA, partial sequence 1300923 13024 


1304017 13055 


6S ribosomal RNA, partial sequence 1333148 13346 


228721140 


228719132 


224581439 


219846691 


219873435 


219878156 


es; Micr 


e 13406 
ptococca 


e 13619 
rales; R 


quence 
a; Xanth 

14952 
les; Aer 
equence 


eria; De 


sequenc 
ria; Aer 


219846510 


naerobacterales 


ref|NR_026051.1 


naerobacterales 
ref|NR_025279.1 

1323941 132544 
erobacterales; T 


ref|NR_027613.1 
32 Beutenbergia 
ococcineae; Beut 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


ref|NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_025194.1 

1516159 151759 
sulfobacterales; 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 


ref|NR_026102.1 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 


Caldicellulosiruptor 
8 Caldicellulosiruptor 


hermoanaerobacterales 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Desulfitobacterium 

itobacterium hafniense 

acterium. 

Octadecabacter 

cabacter antarcticus 307 
Octadecabacter. 
Lysobacter 

1 Lysobacter 

homonadaceae; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Desulfotignum 

6 Desulfotignum 
Desulfobacteraceae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Clostridium 


papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 


2782 Bacteria; Fi 


rmicutes; Clostridia; Clostridiales; 


Clostridiaceae; 


Clostridium 


345890 Bacteria_16S 


strain IBS S6874 
Proteobacteria; 


strain Albert 199 
Proteobacteria; 


strain 888-76 16S 


G 


G 
345890 Bacteria_16S 


1645870 1645970 5 103 


gi 


1650328 1650420 13 
osomal RNA, partial sequence 


103 gi 


1667249 1667349 5 103 


ammaproteobacteria; Enterobacteriales; 
1671854 16719545 103 
ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


345890 Bacteria_16S 


1738842 1738946 1 103 


cardiffensis strain CCUG 44997 16S ribosomal RNA, parti 


cardiffensis Bacteria; Actinobacteria; Actinobacteridae 


Actinomycetaceae; 


345890 Bacteria_16S 
strain 2825 16S r 
G 
345890 Bacteria_16S 


Proteobacteria; 


strain LMG 20362 
Proteobacteria; 


strain LMG 20546 
Proteobacteria; 


strain LMG 20536 
Proteobacteria; 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


345890 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


345890 Bacteria_16S 


suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 


345890 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


345890 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 


345890 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


345890 Bacteria_16S 


strain CCUG 41706 


G 
345890 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
345890 Bacteria_16S 


G 


G 
345890 Bacteria_16S 


Actinomyces. 
1757268 1757368 5 103 
ibosomal RNA, partial sequence 


1776719 1776819 5 103 


gi 
ammaproteobacteria; Vibrionales; Vibri 
1794856 1794956 5 103 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1796341 17964415 103 gi 


1797895 1797995 5 103 


gi 
ammaproteobacteria; Vibrionales; Vibri 
1849982 1850078 9 103 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1894270 1894374 1 103 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


1901832 1901936 1 103 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1910532 1910636 1 103 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 


1933493 1933597 1 103 


gi 
eltaproteobacteria; Desulfovibrionales 
1938010 19381141 103 gi 
n CF 62 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1951839 1951943 1 103 gi 
16S ribosomal RNA, partial sequence 


’ 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


345890 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


345890 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


345890 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


345890 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


1954773 1954877 1 103 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1974333 1974437 1 103 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Marinibacillus. 
1975911 1976015 1 103 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
1977466 1977570 1 103 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 


gi 


345890 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


1982134 1982238 1 103 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 


16S ribosomal RNA, partial sequence 1645204 16466 
ammaproteobacteria; Aeromonadales; Aer 
345890 Bacteria_16S 
VKM B1479 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
345890 Bacteria_16S 
82 16S ribosomal RNA, partial sequence 


1649700 16511 


ammaproteobacteria; Alteromonadales; P 


16S ribosomal RNA, partial sequence 1776030 17774 


1794167 1795601 Vibri 


16S ribosomal RNA, partial sequence 1795652 17971 
ammaproteobacteria; Vibrionales; Vibri 
345890 Bacteria_16S 
16S ribosomal RNA, partial sequence 1797206 17986 


16S ribosomal RNA, partial sequence 1932811 19342 


1973642 19751 


219878446 


omonadacea 
219878442 


sychromona 
219878352 


219878338 


onaceae; V 
219878337 


onaceae; V 
219878302 
equence 

ia; Xantho 
219878268 
equence 

a; Desulfo 


219878262 
ial sequen 
e; Actinom 


219878256 
ial sequen 
e; Actinom 


219878239 
; Desulfom 
219878236 
uence 

Actinomyc 


219878227 
19511 
no 
219878225 
al sequenc 
; Actinomy: 


219878212 


219878211 
ce 19752 
acterales; 
219878210 
19767 
ibrionales 


mycineae; 


ref|NR_025585.1| Aeromonas simiae 
55 Aeromonas simiae Bacteria; 

e; Aeromonas. 
ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 


obacteraceae; Labrys. 

gi|219878430|ref|NR_025569.1| Escherichia albertii 
1666570 1668063 Escherichia albertii Bacteria; 

Enterobacteriaceae; Escherichia. 
gi|219878427|ref|NR_025566.1| Enterobacter cowanii 
1671187 1672548 Enterobacter cowanii Bacteria; 

Enterobacteriaceae; Enterobacter. 
gi|219878382|ref|NR_025521.1] Actinomyces 

al sequence 1738160 1739681 Actinomyces 

; Actinomycetales; Actinomycineae; 
gi|219878367|ref|NR_025506.1| Psychromonas profunda 
1756574 1758069 Psychromonas profunda Bacteria; 


daceae; Psychromonas. 
ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 


onaceae; Vibrio. 
219878339|ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 


’ 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 
ibrio. 
ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


Thermomonas 
8 Thermomonas 
omonadaceae; 


ref|NR_025407.1 
1893578 189509 
vibrionales; Des 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


ref|NR_025401.1 
ce 1901160 190257 
ycetales; Actino 


Actinomyces 
5 Actinomyces 
mycineae; 


ref|NR_025395.1 
ce 1909867 191128 
ycetales; Actino 


Actinomyces 
2 Actinomyces 
mycineae; 


ref|NR_025378.1| Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 
icrobiaceae; Desulfomicrobium. 
ref|NR_025375.1| Brevibacterium 

1937348 1938759 Brevibacterium 
etales; Micrococcineae; 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref |NR_025364.1| Actinomyces 
e 1954098 1955520 Actinomyces 
cetales; Actinomycineae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 


219878207 


ref|NR_025346.1] Chondromyces robustus 


1981436 1982973 Chondromyces robustus Bacteria; 
Sorangiineae; Polyangiaceae; Chondromyces. 


345890 Bacteria_16S 1983719 1983823 1 103 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

345890 Bacteria_16S 1985303 1985407 1 103 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

345890 Bacteria_16S 1988429 1988529 5 103 gi|219878203|ref|NR_025342.1| Tatumella ptyseos 
strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 1989239 Tatumella ptyseos Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatumella. 

345890 Bacteria_16S 1989977 1990077 5 103 gi|219878202|ref|NR_025341.1| Serratia 
proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Serratia. 

345890 Bacteria_16S 1991525 1991625 5 103 gi|219878201|ref|NR_025340.1| Serratia grimesii 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

345890 Bacteria_16S 1993068 1993168 5 103 gi|219878200|ref|NR_025339.1| Serratia fonticola 
strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

345890 Bacteria_16S 1994616 19947165 103 gi|219878199|ref|NR_025338.1| Serratia entomophila 
strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

345890 Bacteria_16S 1996151 1996251 5 103 gi|219878198|ref|NR_025337.1| Rahnella aquatilis 
strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahnella. 

345890 Bacteria_16S 2000769 2000869 5 103 gi|219878195|ref|NR_025334.1| Obesumbacterium 
proteus strain 42 16S ribosomal RNA, partial sequence 2000096 2001585 Obesumbacterium proteus 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Obesumbacterium. 
345890 Bacteria_16S 2005382 2005482 5 103 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 


strain $3/2-161 1 
Proteobacteria; 


strain S1/1-984 1 


G 
345890 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 
2006928 2007028 5 103 gi 


6S ribosomal RNA, partial sequence 2004699 20 


E 


6S ribosomal RNA, partial sequence 2006247 20 


061 


nterobac 


219878191 


077 


96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

345890 Bacteria_16S 2018963 2019059 9 103 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 

strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

345890 Bacteria_16S 2020435 2020531 9 103 gi|219878182|ref|NR_025321.1| Maricaulis 

washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 

washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 

Maricaulis. 

345890 Bacteria_16S 2024902 2025002 5 103 gi|219878179|ref|NR_025318.1| Isochromatium buderi 

strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

345890 Bacteria_16S 2026460 2026560 5 103 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 

strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

345890 Bacteria_16S 2027903 2028003 5 103 gi|219878177|ref|NR_025316.1| Pectobacterium 

carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 
Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 

Enterobacteriales; Enterobacteriaceae; Pectobacterium. 

345890 Bacteria_16S 2029438 2029538 5 103 gi|219878176|ref|NR_025315.1| Chromatium okenii 

strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

345890 Bacteria_16S 2041614 2041710 9 103 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 

broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 

broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

Pseudoxanthomonas. 

345890 Bacteria_16S 2121106 21212065 103 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 

DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 

Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 

345890 Bacteria_16S 2124127 21242311 103 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 


strain TF-12 16S 
Firmicutes; Bacil 


345890 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


345890 Bacteria_16S 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2125683 2125787 1 103 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2140747 2140847 9 106 


gi 


gi 


2123444 21249 


219857651 
2125001 21265 


219857641 


50 Bacillus aquimaris Bacteria; 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


ref|NR_025230.1| Megasphaera 


2140092 2141502 Megasphaera 


micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 


345890 Bacteria_ 


hydrothermalis st 
hydrothermalis Ba 


Desulfovibrio. 
345890 Bacteria_ 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


345890 Bacteria_ 


ATCC 43380 16S ri 
G 


Proteobacteria; 
345890 Bacteria_ 


NCTC 5923 16S rib 
G 


Proteobacteria; 
345890 Bacteria_ 


strain ATCC 33638 
Proteob 


Bacteria; 
345890 Bacteria_ 


pseudotuberculosi 
pseudotuberculosi 


Yersinia. 
345890 Bacteria_ 


strain DSM43926 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 


345890 Bacteria_ 


stercorarium subs 
Clostridium stercorarium subsp. 
Cc 


Clostridiaceae; 
345890 Bacteria_ 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


345890 Bacteria_ 
chloromethanicum 
chloromethanicum 
Hyphomicrobium. 

345890 Bacteria_ 


subsp. pectinolyt 
salmonicida subsp 


Aeromonadaceae; 
strain ATCC 33531 
Bacteria; 
Bacteria; 
strain ATCC 51603 
Proteobacteria; 
Bacteria; 


strain CDC 2991-8 
Proteobacteria; 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


345890 Bacteria_16S 


strain JCM 3151 1 


Microbispora. 


345890 Bacteria_16S 


straminisolvens s 
straminisolvens B 


345890 Bacteria_16S 
TT 00-51 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


345890 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


Proteob 
345890 Bacteria_1 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromati 


345890 Bacteria _1 


G 
345890 Bacteria_1 
strain CDC 0876-5 
Proteob 
345890 Bacteria_16S 


G 
345890 Bacteria_16S 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


16S 2163328 2163432 1 103 gi 


cteria; Proteobacteria; 


16S 2166436 2166540 1 103 gi 


Pseudonocardia. 
2239213 22393135 103 
bosomal RNA, partial sequence 


e; 
16S gi 
22 


16S 2240724 2240824 5 


osomal RNA, partial sequence 


103 gi 


22 


16S 2242235 22423355 103 gi 


16S ribosomal RNA, partial sequence 


16S 2243746 2243846 5 103 gi 


s Bacteria; Proteobacteria; 


16S 2309225 2309329 1 103 gi 


6S ribosomal RNA, partial sequence 23 


16S 
p- 


2325947 2326043 9 103 gi 
leptospartum strain ATCC 35414 16S 


lostridium. 


16S 2356087 2356191 1 103 gi 
s Bacteria; 
ae; Desulfovibrio. 

16S 2400078 2400170 13 103 gi 


strain CM2 16S ribosomal RNA, partial 


Proteobacteria; 


16S 2456461 2456561 5 103 gi 


6S 2462429 2462529 5 103 gi 
16S ribosomal RNA, partial sequence 
6S 2471601 2471705 1 


103 gi 


6S 2620407 2620507 5 103 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
6S 2635536 2635636 5 103 gi 
8 16S ribosomal RNA, partial sequence 


2637100 2637200 5 103 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2647913 2648017 1 103 gi 


2670274 2670378 1 103 gi 


2682480 2682576 9 103 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; 


2692807 2692911 1 103 gi 


eae; Planotetraspora. 
2712274 2712378 1 103 
ibosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 


gi 


rain AM13 16S ribosomal RNA, partial s 
Deltaproteobac 


s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 


acteria; Gammaproteobacteria; Enteroba 


s strain ATCC 29833 16S ribosomal RNA, 
Gammaprote 


Stre 


s strain SF3 16S ribosomal RNA, partia 
Deltaprote 


Bacteria; Proteobacteria; Alphaproteob 


ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 
Aeromonas. 
345890 Bacteria_1 


acteria; Gammaproteobacteria; Enteroba 


acteria; Gammaproteobacteria; Enteroba 


6S ribosomal RNA, partial sequence 2669632 26710 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


Clost 


219857626 
equence 
teria; 


219857624 
al 
er 


219857573 
38534 22399 
E 
219857572 
40045 22415 
E 
219857571 
22415 
cteriales; 
219857570 
partial s 
obacteria; 


219857523 
08611 23100 
pt 
219857512 
ribosomal 


219857490 
1 sequence 
obacteria; 


219857460 
sequence 
acteria; 


219857413 
rtial sequ 
ia; Gammap 
219857408 
24617 
cteriales; 
219857402 
24709 
ales; Ecto 
219857252 
26197 
Enterobac 
219857234 
26348 
cteriales; 
219857233 
26364 
Enterobac 
219857226 
quence 

; Thiotric 


, 


219857210 


ptosporang 
219857201 
sequence 
ridiales; 
219857193 
quence 
inomycet 


Des 
sequenc 


idae; Ac 


nterobac 


nterobac 


osporang 


R 


NR_025215.1 
162629 216416 


ulfovibrionales; 


ref 


ND 


ref |NR_025213.1 
e 2165786 216722 
tinomycetales; 


ref|NR_025161.1 
94 Yersinia 
teriaceae; Yers 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yers 
ref|NR_025159.1 
56 2243016 Yersi 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 
ref|NR_025111.1 
inea 
ref 
RNA, 


e; Streptos 
NR_025100.1 
partial se 


ref |NR_025078.1 
2355381 235691 
Desulfovibriona 


ref |NR_025048.1 
2399427 240087 
hizobiales; Hyph 


ref 
ence 
rote 


NR_025001.1 
245578 
obacteria; 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref|NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024854.1 

2647248 264867 
hales; Piscirick 


ref |NR_024838.1 
87 Microbispora 
ineae; Streptosp' 
ref |NR_024829.1 

2681812 268325 
Clostridiaceae; 
ref |NR_024821.1 

2692168 269363 
ales; Streptospo 


, 


219857180 


P 


n 


q 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Pseudonocardia 
9 Pseudonocardia 


seudonocardineae; 


Yersinia rohdei strain 


rohdei Bacteria; 
i 


nia. 
Yersinia pestis strain 


pestis Bacteria; 
i 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Pp 


orangiaceae; Nonomuraea. 
Clostridium 
uence 2325260 2326777 


Desulfovibrio 
7 Desulfovibrio 
les; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Raoultella planticola 
ella planticola 

eae; Raoultella. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Kluyvera georgiana 

ra georgiana Bacteria; 
era. 

Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Thiomicrospira 

1 Thiomicrospira 
ettsiaceae; 


Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 


Clostridium 

8 Clostridium 
Clostridium. 
Planotetraspora 
9 Planotetraspora 
rangineae; 


ref|NR_024808.1 


Bacillus vietnamensis 


2711598 2712985 Bacillus vietnamensis Bacteria; 


345890 Bacteria_16S 2751150 2751254 1 103 gi|219857152|ref|NR_024780.1 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 275194 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptosporangiaceae; Microtetraspora. 

345890 Bacteria_16S 2752644 2752748 1 103 gi|219857151|ref|NR_024779.1 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 275344 


sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; 
345890 Bacteria_16S 

strain JCM 9373 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Planomonospora. 
345890 Bacteria_16S 
strain VPI-C6-61 


Planomonospora. 


2754140 2754244 1 103 gi 


2791944 2792040 9 103 gi 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 
345890 Bacteria_16S 2797791 2797895 1 103 gi|219857118|ref|NR_024746.1 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 279714 


219857150 
6S ribosomal RNA, partial sequence 2753496 27 
Streptosporangineae; 


219857122 
16S ribosomal RNA, partial sequence 2791299 27 


Streptospo 
ref|NR_024778.1 
549 
Streptosp 
ref|NR_024750.1 
926 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Cryptosporangiaceae; Cryptosporangium. 


345890 Bacteria_16S 2818978 2819082 1 103 gi|219856911|ref|NR_024732.1 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 281977 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Planomonospora. 

345890 Bacteria_16S 2820471 2820575 1 103 gi|219856910|ref|NR_024731.1 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Planobispora. 

345890 Bacteria_16S 2821965 2822069 1 103 gi|219856909|ref|NR_024730.1 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequen 


Planomonospora parontospora subsp. 


Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
345890 Bacteria_16S 2855679 2855779 5 103 gi| 219856887 |ref|NR_024706.1 
strain ATCC 12775 16S ribosomal RNA, partial sequence 2854985 2856506 Pseudo: 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


345890 Bacteria_16S 2936693 2936785 13 103 gi|219856832|ref|NR_024651.1 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 293748 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Aceto 
Acidiphilium. 

345890 Bacteria_16S 2947403 2947503 5 103 gi|219856825|ref|NR_024644.1 


antibiotica Bacteria; Actinobacteria; 


nterobacteriaceae. 


strain JCM1240 16S ribosomal RNA, partial sequence 2946729 29481 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serra 
345890 Bacteria_16S 2948893 2948993 5 103 gi|219856824|ref|NR_024643.1 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
345890 Bacteria_16S 2950381 2950481 5 103 gi|219856823|ref|NR_024642.1 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
345890 Bacteria_16S 2951882 2951982 5 103 gi|219856822|ref|NR_024641.1 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
345890 Bacteria_16S 2953380 2953480 5 103 gi|219856821|ref|NR_024640.1 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
cloacae complex. 

345890 Bacteria_16S 2966952 2967052 5 103 gi|219846946|ref|NR_026538.1 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dicke 
345890 Bacteria_16S 3043005 3043109 1 103 gi|219846894|ref|NR_026486.1 
strain lacT 16S ribosomal RNA, partial sequence 3042319 3043795 Desulfovibrio 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
345890 Bacteria_16S 
strain M1832/95/2 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Bacteria; Firmicu 


345890 Bacteria_16S 
strain 1607-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
345890 Bacteria_16S 
700631 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
345890 Bacteria_16S 


Firmicutes; 


3049127 30492311 


tes; 


3091256 3091360 1 


3100287 3100391 1 


3154451 3154555 1 


Facklamia. 


103 219846889 


30484 


gi 


103 gi| 219846861 
3090574 30919 
Ignavigranum. 

103 gi|219846855 


3099595 3101003 Fackl 


103 gi|219846819 


Desulfovibrionaceae; 


Eremococcus. 


Des 
ref|NR_026481.1 
54 3049838 Eremoc 


ref |NR_026453.1 
90 Ignavigranum 


ref 
amia 


NR_026447.1 
ignava Bact 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Pseudomonas flectens 

monas flectens Bacteria; 
Acidiphilium 

9 Acidiphilium 

bacteraceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


asburiae Bacteria; 


obacter; Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 

Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Eremococcus coleocola 
occus coleocola 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


ref|NR_026411.1 


Desulfosporosinus 


orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 


345890 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; 


strain LMG 8670 1 


Proteobacteria; 


Bacteria; 


Desulfofustis. 


345890 Bacteria_16S 


africanus strain 


africanus Bacteri 


Desulfovibrio. 


345890 Bacteria_16S 


hydrogenovorans s 


hydrogenovorans B 
Desulfonatronovib 
345890 Bacteria_16S 


G 
345890 Bacteria_16S 


G 
345890 Bacteria_16S 
lipolytica strain 
Firmicu 
345890 Bacteria_16S 
glycolicus strain 
glycolicus Bacter 


3181821 3181917 9 103 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3194235 3194331 9 103 gi 


gi 


an 


ammaproteobacteria; Xanthomonadales; X 
3234926 3235022 9 103 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3238079 3238183 1 103 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


an 


en 
ph 


eq 
a; 


3242564 3242668 1 103 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


qu 


v 


3244125 3244229 1 103 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
rio. 


1 
ct 


3250018 3250122 1 103 gi 


219846800 
3181138 31826 
thomonad 
219846792 
6S ribosomal RNA, partial sequence 3193552 31950 
thomonad 
219846764 


ce 32342 


uence 


219846759 


ence 


219846758 
sequence 
De 


eria; 


219846754 


strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 32508 


Actinobacteria; Actinobacteridae; Actinomycetales; 
345890 Bacteria_16S 


Stre 
gi 


pt 


3251518 3251622 1 103 


strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 32523 


omonadac 
219846762 


Desulfo 


Desulfov 


osporang 
219846753 


ref|NR_026392.1 


acea 
ref 


e; Xanthomon 
NR_026384.1 


aceae; Xanthomon 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref|NR_026354.1 

3237371 323891 
bacterales; Desu 


ref |NR_026351.1 
3241884 324339 
ibrionales; Desu 


ref|NR_026350.1 

3243444 324494 
sulfovibrionales 
ref |NR_026346.1 


inea 
ref 


e; Streptosp 
NR_026345.1 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 


as. 

Thermosyntropha 
syntropha lipolytica 
opha. 

Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


’ 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

345890 Bacteria_16S 3254520 3254624 1 103 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

345890 Bacteria_16S 3271133 32712335 103 gi|219846740|ref|NR_026332.1| Shigella dysenteriae 
strain ATCC 13313 16S ribosomal RNA, partial sequence 3270447 3271933 Shigella dysenteriae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella. 

345890 Bacteria_16S 3272671 32727715 103 gi|219846739|ref|NR_026331.1| Shigella flexneri 
strain ATCC 29903 16S ribosomal RNA, partial sequence 3271984 3273471 Shigella flexneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Shigella. 

345890 Bacteria_16S 3277221 3277317 9 103 gi|219846736|ref|NR_026328.1| Acetobacterium 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

345890 Bacteria_16S 3295506 3295602 9 103 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

345890 Bacteria_16S 3310739 3310843 1 103 gi|219846713|ref|NR_026305.1| Georgenia muralis 


strain 1A-C 16S r 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
345890 Bacteria_16S 3328950 3329054 1 103 gi|219846699|ref|NR_026291.1 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactyl 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Dactylosporangium. 

345890 Bacteria_16S 3330478 3330582 1 103 gi|219846698|ref|NR_026290.1 


3310081 33114 


strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 33312 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


strain DSM 43039 


om 


3332006 33321101 103 gi 


onospori 


219846697 


16S ribosomal RNA, partial sequence 3331343 33328 


; Micromonos 
NR_026289.1 


neae 
ref 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
345890 Bacteria_16S 3344082 3344186 1 103 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

345890 Bacteria_16S 3368642 3368746 1 103 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

345890 Bacteria_16S 3385427 3385523 9 103 gi| 219846659 |ref|NR_026251.1| Chromohalobacter 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

345890 Bacteria_16S 3386900 3386996 9 103 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 


strain ATCC 49336 


16S ribosomal RNA, partial sequence 


3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


345890 Bacteria_16S 


strain CIP 103259 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
345890 Bacteria_16S 
hordeovulneris st 
hordeovulneris Ba 


Actinomycetaceae; 


345890 Bacteria_16S 


strain DSM 43205 


Actinomycetaceae; 


345890 Bacteria_16S 
acidigallici stra 
acidigallici Bact 


Pelobacter. 


345890 Bacteria_16S 


strain Milford 74 
Proteobacteria; 


strain ATCC 15338 
Proteobacteria; 


strain 717 16S ri 
Proteobacteria; 


345890 Bacteria_16S 3562528 3562628 5 103 gi 
nigripulchritudo strain 164 16S ribosomal RNA, partial 

nigripulchritudo Bacteria; Proteobacteria; Gammaproteob 
345890 Bacteria_16S 3565493 3565593 5 103 gi 


strain ATCC 14048 
Proteobacteria; 


strain NS 16S rib 
Proteobacteria; 


strain ATCC 35912 
Bacteria; Proteob 


345890 Bacteria_16S 


stercorarium subs 


G 
345890 Bacteria_16S 


G 
345890 Bacteria_16S 


G 


G 
345890 Bacteria_16S 


G 
345890 Bacteria_16S 


3414131 34142351 103 gi 
16S ribosomal RNA, partial sequence 


3417084 3417188 1 103 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3472570 3472674 1 


103 gi 


3480156 3480260 1 103 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3521078 3521174 9 103 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


3558012 3558112 5 103 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3559492 3559592 5 103 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3561007 3561107 5 103 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3566999 3567099 5 103 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3568505 3568605 5 103 gi 

16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3582005 3582101 9 103 gi 


p.- thermolacticum strain TX41 16S ribo 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
345890 Bacteria_16S 
denticolens strai 
denticolens Bacte 


3560299 35617 


3566301 35677 


219846635 
34134 
nomycineae 
219846633 
tial seque 
ae; Actino: 


219846594 


nebacterin 
219846589 
1 sequence 
Actinomyc 


219846562 
sequence 
ria; Desul 


219846537 
35572 
onaceae; V 
219846536 
35587 
onaceae; V 
219846535 


onaceae; V 
219846534 
sequence 

acteria; V 
219846532 
35647 
onaceae; V 
219846531 


onaceae; V 
219846530 
35678 
les; Vibri 
219846521 
somal RNA, 


ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref |NR_026225.1 
nce 341641 
myce Actin 


Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Actinomyces 
6 3417841 Actinomyces 
tales; omycineae; 
ref|NR_026186.1| Rhodococcus opacus 
93 Rhodococcus opacus Bacteria; 


eae; Nocardiaceae; Rhodococcus. 
ref|NR_026181.1| Actinomyces 

3479494 3480915 Actinomyces 
etales; Actinomycineae; 
ref|NR_026154.1| Pelobacter 

3520389 3521882 Pelobacter 
furomonadales; Pelobacteraceae; 
ref|NR_026129.1| Vibrio tubiashii 
98 3558733 Vibrio tubiashii Bacteria; 
ibrio. 
ref|NR_026128.1| Vibrio proteolyticus 
84 3560248 Vibrio proteolyticus Bacteria; 
ibrio. 
ref|NR_026127.1| Vibrio orientalis 
64 Vibrio orientalis Bacteria; 
ibrio. 
ref|NR_026126.1| Vibrio 

3561815 3563248 Vibrio 
ibrionales; Vibrionaceae; Vibrio. 
ref|NR_026124.1| Vibrio natriegens 
85 3566250 Vibrio natriegens Bacteria; 
ibrio. 
ref|NR_026123.1| Vibrio diazotrophicus 
56 Vibrio diazotrophicus Bacteria; 
ibrio. 
ref|NR_026122.1| Vibrio cincinnatiensis 
07 3569262 Vibrio cincinnatiensis 
onaceae; Vibrio. 
ref|NR_026113.1| Clostridium 
partial sequence 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; C 


345890 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


345890 Bacteria_16S 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


345890 Bacteria_16S 


CIP 7430 
G 


strain 
Proteobacteria; 


345890 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


345890 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


345890 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


345890 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


345890 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


345890 Bacteria_16S 


strain 1846 16S 


lostridium. 

3595914 3596010 9 103 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3602121 3602225 1 103 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3612632 36127325 103 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
3667334 3667434 5 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3668839 3668939 5 103 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670346 3670446 5 103 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3671853 3671953 5 103 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673362 3673462 5 103 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


gi 


3595254 35967 


3668184 36696 


3669690 36711 


219846511 


Clostridiu 
219846505 
1 sequence 
; Actinomy 


219846497 
36119 
omonadacea 
219846459 
36666 
cteriales; 
219846458 


Enterobac 
219846457 


Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


3674867 3674967 5 103 
ribosomal RNA, partial sequence 


gi 


ref|NR_026103.1| Clostridium populeti 

42 Clostridium populeti Bacteria; 

m. 

ref|NR_026097.1| Actinomyces 
3601450 3602945 Actinomyces 

cetales; Actinomycineae; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriaceae; Brenneria. 
ref|NR_026049.1| Erwinia persicina 

39 Erwinia persicina Bacteria; 
teriaceae; Erwinia. 

ref|NR_026048.1| Brenneria nigrifluens 
45 Brenneria nigrifluens Bacteria; 
teriaceae; Brenneria. 

ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026046.1| Pectobacterium 

nce 3672704 3674161 Pectobacterium 
erobacteriales; Enterobacteriaceae; 


Brenneria salicis 
ria salicis ATCC 15712 


219846454 


ref|NR_026045.1| Pantoea ananatis 


3674212 3675666 Pantoea ananatis Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 


345890 Bacteria_16S 


chlororespirans strain Co23 16S ribosomal RNA, partial sequence 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; 


345890 Bacteria_16S 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 


3685500 3685604 1 103 gi|219846447 


3714061 3714165 1 103 gi|219846427 


ref|NR_026038.1| Desulfitobacterium 
3684807 3686313 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref|NR_026018.1| Actinoplanes 
3713443 3714853 Actinoplanes 


philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Actinoplanes. 


345890 Bacteria_16S 


subsp. aerata strain P132 16S ribosomal RNA, partial sequence 


3734857 3734961 1 103 gi|219846411 


ref|NR_026002.1| Microbispora rosea 
3734241 3735655 Microbispora rosea 


subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Streptosporangiaceae; Microbispora. 


345890 Bacteria_16S 


niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 37400 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae 


Microtetraspora. 
345890 Bacteria_16S 


strain T/457 16S ribosomal RNA, partial sequence 3741557 37429 


3740707 3740811 1 103 gi|219846407 


3742171 3742275 1 103 gi|219846406 


ref|NR_025998.1| Microtetraspora 
91 3741506 Microtetraspora niveoalba 
; Streptosporangiaceae; 


ref|NR_025997.1| Microtetraspora fusca 
69 Microtetraspora fusca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 


Microtetraspora. 
345890 Bacteria_16S 


strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 37444 


3743634 3743738 1 103 gi| 219846405 


ref|NR_025996.1| Nonomuraea ferruginea 
34 Nonomuraea ferruginea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 


345890 Bacteria_16S 


strain 104 16S ribosomal RNA, partial sequence 3744485 37458 


3745099 3745203 1 103 gi|219846404 


ref|NR_025995.1| Nonomuraea fastidiosa 
96 Nonomuraea fastidiosa Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 


345890 Bacteria_16S 


strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 


3746560 3746664 1 103 gi| 219846403 


ref|NR_025994.1| Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 


345890 Bacteria_16S 


strain A089 16S ribosomal RNA, partial sequence 3748871 37503 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


345890 Bacteria_16S 


3749544 3749644 5 103 gi|219846401 


3813026 38131265 103 gi| 219846354 


ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 


ref|NR_025945.1] Aeromonas 


allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 


allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; 


Aeromonas. 
345890 Bacteria_16S 


pelophila strain 4B 16S ribosomal RNA, partial sequence 38381 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


345890 Bacteria_16S 


cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial seque 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clost 


Ruminococcaceae. 
345890 Bacteria_16S 


strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 


Herbidospora. 
345890 Bacteria_16S 


organovorum strain TFC 16S ribosomal RNA, partial sequence 39429 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


345890 Bacteria_16S 3945078 3945170 13 103 gi| 219846262 
strain PW2 16S ribosomal RNA, partial sequence 3944448 39458 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
345890 Bacteria_16S 3946539 3946631 13 103 gi| 219846261 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 39473 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 


345890 Bacteria_16S 


strain 101 16S ribosomal RNA, partial sequence 3948831 39502 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 


345890 Bacteria_16S 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospir 


Rhodospirillum. 
345890 Bacteria_16S 4008755 4008855 5 103 gi| 219846217 
strain 848 16S ribosomal RNA, partial sequence 4008054 40095 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 


345890 Bacteria_16S 


strain SRL4225 16S ribosomal RNA, partial sequence 4064043 40655 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfov 


345890 Bacteria_16S 


campisalis strain SF-57 16S ribosomal RNA, partial sequence 41305 


Bacteria; Firmicutes; 
345890 Bacteria_16S 


3838793 3838897 1 103 gi| 219846336 


3850875 3850971 9 103 gi| 219846328 


3901438 3901542 1 103 gi| 219846294 


3943619 3943711 13 103 gi|219846263 


3949461 3949553 13 103 gi| 219846259 


3977726 3977818 13 103 gi| 219846240 


4064731 4064835 1 103 gi|219846176 


4131269 4131373 1 103 gi| 219846126 


Bacillales; Planococcaceae; Marinibacillus. 


Aeromonadales; Aeromonadaceae; 


ref|NR_025926.1| Thiomicrospira 

14 3839581 Thiomicrospira pelophila 
cirickettsiaceae; Thiomicrospira. 
ref|NR_025918.1| Bacteroides 

nce 3850218 3851681 Bacteroides 
ridiales; Ruminococcaceae; unclassified 


ref|NR_025884.1| Herbidospora cretacea 
68 Herbidospora cretacea Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_025853.1| Acidiphilium 

85 3944397 Acidiphilium organovorum 

Acetobacteraceae; Acidiphilium. 

ref|NR_025852.1| Acidocella facilis 

54 Acidocella facilis Bacteria; 

raceae; Acidocella. 

ref|NR_025851.1| Acidiphilium cryptum 

17 Acidiphilium cryptum Bacteria; 

raceae; Acidiphilium. 

ref|NR_025849.1| Acidocella aminolytica 

36 Acidocella aminolytica Bacteria; 

raceae; Acidocella. 

ref|NR_025830.1| Rhodospirillum 
3977072 3978386 Rhodospirillum 

illales; Rhodospirillaceae; 


ref|NR_025807.1| Aeromonas molluscorum 
59 Aeromonas molluscorum Bacteria; 

e; Aeromonas. 
ref|NR_025766.1| Desulfovibrio bastinii 
18 Desulfovibrio bastinii Bacteria; 
ibrionaceae; Desulfovibrio. 
ref|NR_025716.1| Marinibacillus 

88 4132093 Marinibacillus campisalis 


4206268 4206372 1 103 gi|219846071 


nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 


ref|NR_025661.1| Thioalkalivibrio 
4205616 4207035 Thioalkalivibrio 


nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalivibrio. 
345890 Bacteria_ 


strain F2R9 16S ribosomal RNA, partial sequence 


16S 4235125 42352255 103 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


345890 Bacteria_ 


strain R18165 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


345890 Bacteria_ 


345890 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; 


345890 Bacteria_16S 
acidaminovorans s 
acidaminovorans B 
345890 Bacteria_16S 


strain EX-H1 16S 


Aquificae; Aquifi 


16S 4238132 42382361 103 


complete sequence 


gi 


219846045 


4234473 42358 
Enterobac 


219846043 


4237444 42389 


ref|NR_025635.1 


teri 
ref 


aceae; Klebs 
NR_025633.1 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


nomycineae; Actinomycetaceae; Actinomyces. 
16S 4245631 42457315 103 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

304734 304841 1 106 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 

ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
Thermotogales; Thermotogaceae; Thermotoga. 

483360 483467 1 106 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
train sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

1191600 1191707 1 106 gi|228715750|ref|NR_027538.1| Persephonella marina 
ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
cales; Hydrogenothermaceae; Persephonella. 
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345890 Bacteria_16S 1861966 1862060 11 103 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

345890 Bacteria_16S 2219479 2219573 11 103 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

345890 Bacteria_16S 2234635 2234729 11 103 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

345890 Bacteria_16S 2501605 2501699 11 103 gi|219857381|ref|NR_024969.1| Legionella waltersii 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

345890 Bacteria_16S 2607997 2608091 11 103 gi|219857263|ref|NR_024894.1| Neptunomonas 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 

345890 Bacteria_16S 2781366 2781460 11 103 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

345890 Bacteria_16S 3073163 3073257 11 103 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

345890 Bacteria_16S 3495310 3495414 1 103 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

345890 Bacteria_16S 34093 34198 1 104 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
345890 Bacteria_16S 215242 215338 9 103 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

345890 Bacteria_16S 321401 321498 8 103 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 347640 347737 8 103 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

345890 Bacteria_16S 374267 374371 1 103 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

345890 Bacteria_16S 436008 436112 1 103 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

345890 Bacteria_16S 517110 517207 8 103 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 
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Enterobacteriales 


345890 Bacteria_16S 
luminescens subsp 
luminescens subsp 
Enterobacteriacea 
345890 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


345890 Bacteria_16S 


flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 


345890 Bacteria_16S 
strain M1l 16S ribosomal RNA, partial sequence 


v 


e; Photorhabdus. 


lales; Bacillaceae; 


; Streptomyces. 


Enterobacteriaceae; 
518676 518773 8 
» kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


532369 532466 8 
S ribosomal RNA, partial sequence 


553775 553879 1 
in CBS 101.34 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


628041 628138 8 


Photorhabdus. 


103 gi 


103 gi 
Bacillus. 


103 gi 


103 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


345890 Bacteria_16S 
strain XINach 16S ribosomal RNA, partial sequence 


721782 721879 8 


103 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


345890 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


’ 


723368 723465 8 
laumondii strain TT01 16S ribosomal RNA, partial sequence 
Photorhabdus luminescens subsp. 
Enterobacteriaceae; 


103 gi 


Photorhabdus. 


531745 53318 


627341 62884 


721087 72261 


265678706 


265678697 


265678683 
al sequenc 
Actinomy 


265678633 


Enterobac 
265678567 


Enterobac 
265678566 


ref|NR_029011.1] Photorhabdus 
sequence 517982 519496 Photorhabdus 

cteria; Enterobacteriales; 
ref|NR_029002.1| Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


ref|NR_028988.1| Streptomyces 

e 553128 554608 Streptomyces 
cetales; Streptomycineae; 

ref |NR_028938.1| Morganella morganii 


2 Morganella morganii Bacteria; 
teriaceae; Morganella. 

ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 


ref|NR_028870.1] Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


345890 Bacteria_16S 
luminescens subsp 
Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 
345890 Bacteria_16S 726522 726619 9 
strain 19glyl 16S 
Firmicutes; Clostridia; 
345890 Bacteria_16S 
beijiangensis str 
beijiangensis Bac 
Streptomycetaceae; Streptomyces. 
345890 Bacteria_16S 1081168 1081265 8 
strain NAFO0O1 16S 
Firmicutes; Bacillales; 
345890 Bacteria_16S 
strain JCM 4837 1 


724951 725048 8 


786598 786702 1 


Bacillaceae; 
1085656 1085760 1 


345890 Bacteria_16S 
metallireducens s 


1244611 1244708 8 


ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


ribosomal RNA, partial sequence 
Bacillus. 


103 gi 


akhurstii strain FRGO4 16S ribosomal 


265678565 
RNA, part 


ref 
ial 


NR_028869.1 
sequence 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


104 gi 


72 


103 gi 


ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


103 gi 


10 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 


103 gi| 265678319 
Streptomycinea 
103 gi| 219857537 


train 853-15 16S ribosomal RNA, partia 


265678564 
5825 72731 
Succinisp 
265678521 
quence 


265678322 
80469 10819 


1 sequence 


ref 


ira. 
ref 


ref 


ref 


e; 
ref 


9 Succinispira 


785920 78741 
e; Actinomycet 


s 


1243915 124542 


NR_028868.1 


NR_028825.1 
8 


ales; Strep 


NR_028624.1 


NR_028621.1 


NR_025125.1 


it 


Succinispira mobilis 


mobilis Bacteria; 


Streptomyces 
Streptomyces 
omycineae; 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 
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345890 Bacteria_16S 1255034 1255131 8 103 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

345890 Bacteria_16S 1459447 1459544 8 103 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

345890 Bacteria_16S 1498945 1499037 13 103 gi| 219846656 |ref|NR_026248.1| Catonella morbi ATCC 
51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

345890 Bacteria_16S 1554810 1554907 8 103 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

345890 Bacteria_16S 1556205 1556309 1 103 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

345890 Bacteria_16S 1559193 1559297 1 103 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

345890 Bacteria_16S 1583310 1583407 8 103 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

345890 Bacteria_16S 1584865 1584962 8 103 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

345890 Bacteria_16S 1636700 1636797 8 103 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 1638191 1638288 8 103 gi| 219878451 |ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 1748059 1748152 13 104 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

345890 Bacteria_16S 1775149 1775253 1 103 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

345890 Bacteria_16S 1891202 1891299 8 103 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 
strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 1892723 1892820 8 103 gi|219878269|ref|NR_025408.1] Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 1945698 1945795 8 103 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 1997699 1997796 8 103 gi|219878197|ref|NR_025336.1| Proteus vulgaris 


strain DSM 30118 16S ribosomal RNA, partial sequence 1997016 1998510 Proteus vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Proteus. 
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30432 2631792 Methylarcula 


Actinomycetales; 


Streptomycetaceae; 


ref|NR_024916.1| Desulfovibrio 
2573428 2574957 Desulfovibrio 


Desulfovibrionales; Desulfovibrionaceae; 


ref Methylarcula terricola 


terricola Bacteria; 


NR_024866.1 


ref|NR_024764.1| Streptomyces 
2771601 2773083 Streptomyces 

Streptomycineae; 

ref 


NR_024763.1| Streptomyces peucetius 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
345890 Bacteria_16S 
cineracea strain SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Act 


2843223 28433271 


Streptomycetaceae; Kitasatospora. 


345890 Bacteria_16S 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 
weihenstephanensis Bacteria; 
345890 Bacteria_16S 


2869601 2869698 8 


Firmicutes; 
2872758 2872855 8 


103 


103 


Bacillales; 


103 


Streptomycineae; Streptomycetaceae; 


gi 


gi 


gi 


219856895 


complete sequence 


219856878 


Bacillaceae; 


219856876 


strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 


Firmicutes; 


Bacteria; 


subrutilus strain 


Bacillales; 
345890 Bacteria_16S 

thermoruber strain BT2 16S ribosomal RNA, partial sequence 
Firmicutes; Paenibacillaceae; 
345890 Bacteria_16S 


DSM 40445 16S ribosomal RNA, 


Bacillaceae; 
3002128 3002225 8 


Bacillales; 
3448104 3448208 1 


Bacillus. 


103 


103 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


strain DSM 40089 


345890 Bacteria_16S 


Streptomyces. 
345890 Bacteria_16S 


3484650 3484754 1 


3486217 3486321 1 


103 


103 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycinea 


gi 


219846585 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 


inomycetales; 


Streptomyces. 
ref|NR_024714.1| Kitasatospora 
2842551 2844065 Kitasatospora 
Streptomycineae; 
ref|NR_024697.1| Bacillus 
2868896 2870426 Bacillus 
Bacillus; Bacillus cereus group. 
ref|NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 


gi|219846922|ref|NR_026514.1| Brevibacillus 
3001433 3002946 Brevibacillus thermoruber 
Brevibacillus. 
gi|219846611|ref|NR_026203.1| Streptomyces 
complete sequence 3447437 3448952 Streptomyces 
Actinomycetales; Streptomycineae; 
gi|219846586|ref|NR_026178.1| Streptomyces galbus 


99 Streptomyces galbus Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_026177.1| Streptomyces 
3485550 3487066 Streptomyces 


bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


345890 Bacteria_16S 3496852 3496957 1 104 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

345890 Bacteria_16S 3536273 3536370 8 103 gi|219846552|ref|NR_026144.1]| Bacillus halmapalus 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 3641323 3641427 1 103 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

345890 Bacteria_16S 3642848 3642952 1 103 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

345890 Bacteria_16S 3644380 3644484 1 103 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
345890 Bacteria_16S 3699061 3699165 1 103 gi|219846437|ref|NR_026028.1| Desulfomicrobium 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
345890 Bacteria_16S 3913589 3913686 8 103 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

345890 Bacteria_16S 3924206 3924310 1 103 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

345890 Bacteria_16S 3925787 3925891 1 103 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

345890 Bacteria_16S 3928948 3929052 1 103 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
345890 Bacteria_16S 4086047 4086144 9 103 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

345890 Bacteria_16S 4198739 4198836 8 103 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

345890 Bacteria_16S 4201699 4201803 1 103 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

345890 Bacteria_16S 4203197 4203301 1 103 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
345890 Bacteria_16S 23360 23456 9 103 gi| 265679048 |ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 41486 41586 5 103 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

345890 Bacteria_16S 45963 46067 1 103 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
345890 Bacteria_16S 77780 77884 Ae 103 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

345890 Bacteria_16S 99012 99116 1 103 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
345890 Bacteria_16S 103616 103720 1 103 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

345890 Bacteria_16S 105151 105255 1 103 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 


wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


Streptomyces. 


tes; Clostridia; Thermoanaerobacterales; 


Streptomycineae; 


Thermoanaerobacteraceae 


104486 105949 Thermoanaerobacter wiegelii 


Thermoanaerobacter. 


, 


345890 Bacteria_16S 
conspicuum strain 


108136 108240 1 


103 


gi 
3895/92 16S ribosomal RNA, partial sequence 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
345890 Bacteria_16S 


Mycobacteriaceae; 
345890 Bacteria_16S 


strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


345890 Bacteria_16S 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 
succinoxidans Bacteria; 


Desulfuromusa. 
345890 Bacteria_16S 
strain Kysw2 16S 


345890 Bacteria_16S 


aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Kineococcus. 


Kineosporiaceae; 
345890 Bacteria_16S 
genavense strain 


Mycobacterium. 
345890 Bacteria_16S 


Mycobacterium. 


115883 115987 1 


126599 126703 1 


141764 141860 9 
Proteobacteria; 


143248 143344 9 


147678 147782 1 


221315 221419 1 


225798 225902 1 


103 


103 


103 


Deltaproteobacteria; 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
ref 

147044 14846 
Actinomycetales; Kineosporiineae; 


103 


103 


103 


strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


345890 Bacteria_16S 
aichiense strain 


Mycobacterium. 
345890 Bacteria_16S 
strain 47001 16S 


345890 Bacteria_16S 


227305 227409 1 


228811 228915 1 


230319 230423 1 


103 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


strain 358 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


345890 Bacteria_16S 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodobacter. 
345890 Bacteria_16S 
strain Benl02 16S 


345890 Bacteria_16S 
strain Ben104 16S 


345890 Bacteria_16S 


kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Amaricoccus. 
345890 Bacteria_16S 
subsp. rifamycini 
cremea subsp. 


233372 233468 9 


250465 250561 9 


251947 252043 9 


253422 253518 9 


268344 268448 1 


103 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteracea 


103 


103 


gi 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


gi 


gi 


gi 
14 


gi 


gi 


2289 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
a2 


gi 


49005 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
22 


265678990 


265678985 


265678978 


265678968 


265678967 


265678964 


265678915 


265678912 


265678911 


265678910 


ref 


1 


ref 


1 


ref 
125918 127358 Actin 


1 


ref 
2594 144031 Desulfuromusa 


ref 
220659 222097 Mycob 
Corynebacterineae; Mycobacteriaceae; 


ref 
5125 226581 Mycobacterium 


ref 
226632 228087 Mycobacterium aichiense 
Corynebacterineae; 


ref 
8138 229595 Mycobacterium 


Corynebacterineae; 


gi 
22 


265678909 


ref 
9646 231103 Mycobacterium 


Corynebacterineae; 


gi 


gi| 265678895 |ref|NR_029203.1 
24 

Amaricocc 

gi| 265678894 |ref|NR_029202.1 
25 

e; Amaricocc 

gi| 265678893 |ref|NR_029201.1 

252777 254201 

Rhodobacterales; Rhodo 

gi| 265678881 |ref|NR_029187.1 

267723 

Actinomyceta 


Streptosporangineae; Thermomonosporaceae; Actinomadura. 


345890 Bacteria_16S 
strain W 1471 16S 
Firmicutes; 
345890 Bacteria_16S 
strain F 628 16S 


281945 282041 9 


Clostridiales; 
297271 297375 1 


103 


ribosomal RNA, partial sequence 
Clostridia; 


103 


ribosomal RNA, partial sequence 


gi 
28 


Eubacteriaceae; 


gi 


296587 29794 


265678907 


ref 
232719 234184 
Rhodobacterales; 


strain INA 1349 16S ribosomal RNA, partial sequence 
rifamycini Bacteria; Actinobacteria; Actinobacteridae; 


9 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


345890 Bacteria_16S 


strain H168 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 
345890 Bacteria_16S 
strain ATCC 51131 


Mycobacterium. 
345890 Bacteria_16S 


marinus strain MH-110 16S ribosomal RNA, partial sequence 


322993 323097 1 


Halanaerobiales; 
333883 333987 1 


341627 341731 1 


103 


complete sequence 


103 


103 


gi 


322285 32381 
Halanaerobiaceae; 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


265678845 


265678838 


265678830 


ref 
8 Halothermothrix orenii Bacteria; 
Halothermo 
ref 
333245 334704 Mycoba 
Coryneba 


NR_029298.1 


NR_029293.1 


NR_029286.1 


NR_029276.1 


NR_029275.1 


NR_029272.1 


NR_029223.1 


NR_029220.1 


NR_029219.1 


NR_029218.1 


NR_029217.1 


NR_029215.1 


Mycobacteri 
NR_029150.1 


thrix, 
NR_029143.1 


cterineae; M 


ref 
340936 342344 Hydrogenovibrio marinus 


07522 108917 
Actinomycetales; 


15240 116730 
Actinomycetales; 


41109 142543 
Desulfuromonadales; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Actinomyces meyeri 


omyces meyeri Bacteria; 
Actinomycetaceae; Actinomyces. 
ref 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 


Desulfuromusa. 


Kineococcus 


0 Kineococcus 


Mycobacterium 


acterium genavense 


Mycobacterium chitae 
chitae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


Mycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium aurum 
aurum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Rhodobacter 
Rhodobacter 


Rhodobacteraceae; 


Amaricoccus veronensis 


9819 251249 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus macauensis 


1300 252726 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Actinomadura cremea 
269132 Actinomadura 
les; 


265678872|ref|NR_029178.1| Eubacterium infirmum 
1272 282767 Eubacterium infirmum Bacteria; 
Eubacterium. 

265678862|ref|NR_029168.1| Mycobacterium terrae 


terrae Bacteria; 
aceae; Mycobacterium. 
Halothermothrix orenii 


Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


NR_029135.1 


Hydrogenovibrio 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 


345890 Bacteria_16S 350554 350650 9 103 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

345890 Bacteria_16S 357815 357911 9 103 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

345890 Bacteria_16S 372800 372892 13 103 gi| 265678806 |ref|NR_029111.1] Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

345890 Bacteria_16S 404991 405095 1 103 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

345890 Bacteria_16S 434467 434571 1 103 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

345890 Bacteria_16S 463561 463653 13 103 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
345890 Bacteria_16S 469557 469661 1 103 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

345890 Bacteria_16S 477208 477304 9 103 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

345890 Bacteria_16S 478742 478846 1 103 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

345890 Bacteria_16S 480291 480395 1 103 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

345890 Bacteria_16S 503502 503606 1 103 gi|265678716|ref|NR_029021.1]| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

345890 Bacteria_16S 515545 515645 5 103 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

345890 Bacteria_16S 530884 530988 1 103 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

345890 Bacteria_16S 538523 538627 1 103 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

345890 Bacteria_16S 561473 561565 13 103 gi|265678678|ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

345890 Bacteria_16S 563039 563139 5 103 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 

345890 Bacteria_16S 572100 572196 9 103 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

345890 Bacteria_16S 580997 581101 1 103 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

345890 Bacteria_16S 597532 597632 5 103 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
strain BCH 16S ribosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

345890 Bacteria_16S 615908 616008 5 103 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 


strain 289 16S ribosomal RNA, 


complete sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


615203 616744 Vibrio agarivorans Bacteria; 


345890 Bacteria_ 
holsaticum strain 


16S 617473 617577 1 103 gi 


1406 16S ribosomal RNA, partial seque 


265678640 
nce 61679 


ref |NR_028945.1 
5 618320 Mycob 


a 


Mycobacterium 
cterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

345890 Bacteria_16S 624881 624985 1 103 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
345890 Bacteria_16S 638659 638755 9 103 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
345890 Bacteria_16S 649485 649577 13 103 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

345890 Bacteria_16S 650946 651050 1 103 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

345890 Bacteria_16S 664379 664475 9 103 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

345890 Bacteria_16S 665959 666055 9 103 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

345890 Bacteria_16S 667437 667529 13 103 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
345890 Bacteria_16S 678152 678248 9 103 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

345890 Bacteria_16S 679597 679693 9 103 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
345890 Bacteria_16S 712468 712572 1 103 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
345890 Bacteria_16S 714027 714131 1 103 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

345890 Bacteria_16S 811140 811244 1 103 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

345890 Bacteria_16S 812728 812832 1 103 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
345890 Bacteria_16S 824862 824954 13 103 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

345890 Bacteria_16S 826364 826456 13 103 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

345890 Bacteria_16S 847772 847868 9 103 gi| 265678481 |ref|NR_028784.1| Paracoccus 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

345890 Bacteria_16S 852076 852180 1 103 gi|265678478|ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

345890 Bacteria_16S 871946 872038 13 103 gi| 265678464 |ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

345890 Bacteria_16S 905247 905351 1 103 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

345890 Bacteria_16S 927058 927162 1 103 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

345890 Bacteria_16S 956391 956487 9 103 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
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345890 Bacteria_16S 1303138 1303234 9 103 gi|219846514|ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

345890 Bacteria_16S 1309221 1309313 13 103 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

345890 Bacteria_16S 1310694 1310786 13 103 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

345890 Bacteria_16S 1329148 1329240 13 103 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

345890 Bacteria_16S 1352131 13522351 103 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 
Och 149 16S ribosomal RNA, partial sequence 1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 

345890 Bacteria_16S 1370210 1370306 9 103 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 1370984 Oceanicola granulosus HTCC2516 
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stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
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345890 Bacteria_16S 1447623 1447719 9 103 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 
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345890 Bacteria_16S 1791827 17919275 103 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


345890 Bacteria_16S 1793301 1793401 5 103 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

345890 Bacteria_16S 1802472 1802576 1 103 gi|219878334|ref|NR_025473.1]| Bacillus 


decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
345890 Bacteria_16S 1846893 1846997 1 103 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 
345890 Bacteria_16S 1848422 1848526 1 103 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 


345890 Bacteria_16S 1854398 1854502 1 103 gi| 219878298 |ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

345890 Bacteria_16S 1907539 1907643 1 103 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
345890 Bacteria_16S 1932038 1932142 1 103 gi|219878240|ref|NR_025379.1]| Actinomyces 


radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
345890 Bacteria_16S 1939454 1939546 13 103 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 
345890 Bacteria_16S 2033857 2033961 1 103 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
345890 Bacteria_16S 2040049 2040153 1 103 gi| 219878168 |ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 
345890 Bacteria_16S 2043172 2043268 9 103 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 
345890 Bacteria_16S 2044749 2044845 9 103 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteimonas mephitis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 

345890 Bacteria_16S 2047874 2047978 1 103 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
345890 Bacteria_16S 2052548 2052652 1 103 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


345890 Bacteria_16S 2060187 2060283 9 103 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

345890 Bacteria_16S 2090639 2090743 1 103 gi|219878129|ref|NR_025268.1| Mycobacterium 


heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
345890 Bacteria_16S 2092187 2092287 5 103 gi|219878128|ref|NR_025267.1| Shewanella baltica 
strain 63 16S ribosomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
345890 Bacteria_16S 2093754 2093838 21 103 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 


345890 Bacteria_16S 2095281 2095385 1 103 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 2098277 2098373 9 103 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 


aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 
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345890 Bacteria_16S 2319880 2319976 9 103 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

345890 Bacteria_16S 2327460 2327564 1 103 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
345890 Bacteria_16S 2343931 2344035 1 103 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

345890 Bacteria_16S 2397040 2397136 9 103 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

345890 Bacteria_16S 2421676 2421780 1 103 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

345890 Bacteria_16S 2430546 2430642 9 103 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

345890 Bacteria_16S 2467074 2467170 9 103 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
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6S ribosomal RNA, partial sequence 2641027 26425 
eltaproteobacteria; Desulfobacterales; Desulfoba 
2661406 2661498 13 103 gi| 219857216 
n DM13 16S ribosomal RNA, partial sequence 26607 
acteria; Alphaproteobacteria; Rhizobiales; Hypho 
2662790 2662882 13 103 gi| 219857215 
bosomal RNA, partial sequence 2662145 26634 
lphaproteobacteria; Rhizobiales; Methylocystacea 
2709346 2709438 13 103 gi| 219857182 
ibosomal RNA, partial sequence 2708714 27101 
lphaproteobacteria; Rhodospirillales; Acetobacte 


ridia; Clostridiales; Clostridiaceae; 
2468616 2468720 1 103 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


2470096 2470200 1 103 gi 


m. 


ref 


ref 


thio 
ref 


eae; 
ref 
amat 


ref 


lbac 
ref 


Desu 


ref 


ref 


LEA 
ref 


obac 
ref 


eae; 
ref 


cter 
ref 


micr 
ref 


e; M 
ref 


race 


345890 Bacteria_16S 


hydrogeniphila st 


hydrogeniphila Bacteria; Aquificae; Aquificales; 


28 2469361 Thioa 
CivL 


12 2470870 Thioa 


53 Desulfotalea 


73 2528174 Desul 


79 2591887 Enter 


09 Desulfovibrio 


31 2624203 Mesor 


12 2640976 Mycoba 


58 2662094 Methy 


NR_024992.1 
1 
ckettsiacea 
NR_024991.1 
1 
rhodospirace 
NR_024973.1 


Nocardiace 
NR_024955.1 
or coolhaasi 


NR_024949.1 


eae; Desulfo 
NR_024947.1 
£ 
1lfotomaculu 
NR_024905.1 
° 


NR_024887.1 


onaceae; Des 
NR_024879.1 
h 
teriaceae; M 
NR_024859.1 


Mycobacteri 
NR_024858.1 


aceae; Desul 
NR_024844.1 
1 
obiaceae; Me 
NR_024843.1 


ethylopila. 
NR_024810.1 


ae; Asaia. 


2727498 2727605 1 106 gi| 219857169 
rain 29W 16S ribosomal RNA, partial sequence 


ref 


Hydrogenothermaceae; 


e 


Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Thioalkalivibrio 
kalivibrio nitratis 

ae; Thioalkalivibrio. 
Rhodococcus koreensis 


, 


79 Rhodococcus koreensis Bacteria; 
a 


e; Rhodococcus. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Desulfotomaculum 
otomaculum alkaliphilum 


m. 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Desulfocella halophila 


73 Desulfocella halophila Bacteria; 


focella. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


NR_024797.1 


Persephonel 


Persephonella 


2726822 2728328 Persephonella 


la. 


345890 Bacteria_16S 2761709 2761801 13 103 gi|219857145|ref|NR_024773.1 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 27624 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 
345890 Bacteria_16S 2767675 2767779 1 103 gi|219857139|ref|NR_024767.1 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 276850 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Co 
Dietziaceae; Dietzia. 

345890 Bacteria_16S 2769212 2769308 8 103 gi|219857138|ref|NR_024766.1 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 27700 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 2770716 2770820 1 103 gi|219857137|ref|NR_024765.1 


strain IFO 16295 


345890 Bact 
strain IFO 13911 


345890 Bact 
strain IFO 14915 


345890 Bact 
strain IFO 12512 


consettensis stra 
consettensis Bact 


Micromonosporacea 
345890 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


345890 Bacteria_16S 


strain 71 16S rib 


strain ATCC 70069 
Firmicutes; Clost 


345890 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


345890 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


345890 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


345890 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


345890 Bacteria_16S 


strain IFO 15059 


caldus strain KU 


Proteobacteria; G 


345890 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


345890 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


345890 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


345890 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


345890 Bacteria_16S 


strain ORS 992 16 
Proteobacteria; A 


345890 Bacteria_16S 


ne 


6S 2800835 2800939 1 103 gi 


6S 2802356 2802460 1 103 gi 


6S 2803877 2803981 1 103 gi 


2806921 2807025 1 103 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2809950 2810042 13 


1 
; 


103 gi 
ia; Rhodospirillales; Acetobacteraceae; 
2824996 2825088 13 103 gi 
osomal RNA, partial sequence 
Ac 
2846357 2846453 9 103 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2852577 2852673 9 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2892687 2892787 5 103 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2926164 2926260 9 103 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


mL 


na 


on 


e 
ct 


2986803 2986907 1 103 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2988329 2988433 1 


ar 
da 
103 gi 
ne 
2997456 2997556 5 103 gi 
ammaproteobacteria; Acidithiobacillale 
3003649 3003741 13 103 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3033831 3033927 9 103 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3041471 3041575 1 103 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3052109 3052205 9 

S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
3076116 3076212 9 103 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 


Ss; 


nce 
ri 


eq 
id 


Facklamia. 
103 gi 


, 


bi 


16S ribosomal RNA, partial sequence 2770058 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
eria_l 
16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
eria 1 


omonosp 
219857115 
16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
eria 1 


omonosp 
219857114 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


omonosp 
219857112 
ce 


my 


715 
bacte 


0 
fo} 


16 


0 
fo) 


31 
ri 


0 
fo} 


47 


seque 
Actin 


n 
O: 


219857110 
2809318 2810728 Asaia 


Asaia. 


219856907 
2824364 28257 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
345890 Bacteria_16S 


etobacte 


219856893 


28456 


ily XIII. 
219856889 


28518 
dales; X 


219856861 
2892009 28935 
Vv 
219856839 


aceae; 


sequence 
eria; Rh 


219846932 
tial seq 


e; Actin 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
345890 Bacteria_16S 


bacterin 


219846925 
16S ribosomal RNA, partial sequence 2996783 29982 


Acidith 


219846921 


e 30029 
llales; 


219846900 


uence 


iales; C 


219846895 
3040796 30422 


219846887 
complete sequence 3051418 30529 


Pelobact 


219846871 
3075492 30769 


aceae; R 


3083847 3083951 1 103 gi 


219846866 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 


rin 
219857116 


EL 


ri 


eae; Nocardiacea 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref|NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ref 
sia 


NR_024738.1 
mensis Bacte 
ref|NR_024728.1 
raceae; Asaia. 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024680.1 


ibrio. 
ref|NR_024658.1 
2925520 292697 
odobacterales; R 


ref 
uenc 
omyc 


NR_026524.1 
e 298615 
etales; Cory 


ref |NR_026523.1 


Gordoniacea 
NR_026517.1 


eae; 
ref 


iobacillaceae; A 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref |NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref |NR_026487.1 


ref |NR_026479.1 


erac 
ref 


eae; Malonom 
NR_026463.1 


hizobium/Agrobac 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Dietzia 
5 Dietzia 
rynebacterineae; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

5 Actinoplanes 

nosporineae; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Pseudomonas geniculata 
monas geniculata 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Rhodococcus 
6 2987629 Rhodococcus 


nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 


cidithiobacillus. 
Gluconacetobacter 
acetobacter europaeus 
; Gluconacetobacter. 
Clostridium 
4 Clostridium 
lostridium. 
Facklamia languida 


68 Facklamia languida Bacteria; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


onas. 
Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 


ref |NR_026458.1 
3083185 308466 


Thermoanaerobacter 
6 Thermoanaerobacter 


sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 


345890 Bacteria_16S 3085333 3085429 9 103 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


345890 Bacteria_16S 3086778 3086874 9 103 


denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
345890 Bacteria_16S 
strain DSM 11603 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
345890 Bacteria_16S 3107725 3107821 9 103 
strain N2 16S ribosomal RNA, complete sequence 
Proteobacteria; Alphaproteobacteria; 
345890 Bacteria_16S 3109189 3109285 9 103 
strain N1 16S ribosomal RNA, complete sequence 
Proteobacteria; Alphaproteobacteria; 
345890 Bacteria_16S 3116810 31169105 
antarctica strain star-1 
antarctica Bacteria; 
Psychromonas. 

345890 Bacteria_16S 3118331 3118423 13 
intermedius strain TF2 16S ribosomal RNA, 
Bacteria; Proteobacteria; 
345890 Bacteria_16S 


3106248 3106344 9 103 


103 


103 


3121317 31214211 103 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


oxalivorans Bacteria; Firmicutes; Bacillales; 
345890 Bacteria_16S 3122864 3122968 1 

oxalaticus strain RAOxl 
Bacteria; Firmicutes; Bacillales; 
345890 Bacteria_16S 3124373 3124465 13 
denitrificans strain DSM 
denitrificans Bacteria; 
Hyphomicrobium. 
345890 Bacteria_16S 


103 


103 


3131724 31318209 103 


plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


plurifarium Bacteria; 
Mesorhizobium. 
345890 Bacteria_16S 3134714 3134810 9 103 

strain A901/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
345890 Bacteria_16S 


3136240 3136344 1 103 


sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


sulfexigens Bacteria; 
Desulfocapsa. 
345890 Bacteria_16S 3140743 3140839 9 
617-93 16S ribosomal RNA, partial sequence 
Bacillales; Bacillales Family XI. Incertae Sedis; 
345890 Bacteria_16S 3142302 3142398 9 103 
strain 2045-94 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family XI. 
345890 Bacteria_16S 3149847 3149947 5 
pedioforme strain 
pedioforme Bacteria; 
345890 Bacteria_16S 3156039 3156143 1 
kuznetsovii strain DSM 6115 16S 
kuznetsovii DSM 6115 Bacteria; Firmicutes; 
345890 Bacteria_16S 3172729 3172829 5 103 
strain CE2203 16S ribosomal RNA, partial sequence 


Proteobacteria; 


103 


103 


103 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


345890 Bacteria_16S 3200278 3200382 1 103 


kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacterid 


Corynebacteriaceae; Corynebacterium. 
345890 Bacteria_16S 3227356 3227456 5 
CECT 4600 16S ribosomal RNA, partial sequence 


103 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


345890 Bacteria_16S 3241023 3241119 9 103 
strain NZ35 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 


16S ribosomal RNA, partial sequence 3105629 31070 
Phyllobacteriac 


Rhodobacterales; 


Rhodobacterales; 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


complete sequence 31176 
Alphaproteobacteria; Rhodospirillales; 


16S ribosomal RNA, partial sequence 31221 
Paenibacillaceae; Aneurinibacil 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


Rhodobacterales; 


3140051 3141558 Gemel 
Gemella. 
Incertae 


DSM 3802 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


ribosomal RNA, partial 
Clostridia; 


Clostridiaceae; 


gi|219846865 


gi|219846864 


gi|219846851 


gi|219846850 
3107102 31085 


gi|219846849 
3108566 31099 


gi| 219846844 


gi| 219846843 


gi| 219846841 


gi|219846840 


219846839 
sequence 
Rhiz 


gi 


gi| 219846834 


Rhizob 


gi|219846832 
3134094 31355 

Rhodobacter 
gi|]219846831 


Desulf 


gi| 219846828 


gi|219846827 
3141609 31431 
Sedis; Gem 
219846822 


gi 


Chromat 
219846818 
sequence 

Clostridia 
gi| 219846806 
3172065 31735 


gi 


gi|219846788 


gi|219846769 
3226672 32281 


Rhodobacterales; 


Rhodobacteraceae; 


Rhodobacteraceae; 


Alteromonadales; 


Aneurinibacillus 


ref|NR_026457.1 


ref |NR_026456.1 


ref |NR_026443.1 
51 Aquamicrobium 
eae; 


ref|NR_026442.1 


ref |NR_026441.1 


ref|NR_026436.1 


116131 311762 


Ww 


ref |NR_026435.1 


ref |NR_026432.1 
lus group; 
ref |NR_026431.1 

3123738 312518 
obiales; Hyphomi 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


Ww 


ref|NR_026424.1 
aceae; Paracoccu 
ref|NR_026423.1 
135552 313703 
obacterales; Des 


w 


ref |NR_026420.1 
la bergeri Bacte 
ref|NR_026419.1 
ella. 
ref|NR_026414.1 
149167 315062 
iales; Chromatia 
ref|NR_026410.1 
155325 315690 
Peptococcac 
NR_026398.1 


Ww 


Ww 


les; 
ref 


ref|NR_026380.1 
319961 
ae; Actinomyceta 


ref|NR_026361.1 


gi|219846760 


Paracoccus 


sequence 3084717 3086111 Paracoccus 


Rhodobacterales; Rhodobacteraceae; 


Paracoccus 


3086162 3087556 Paracoccus 
Rhodobacteraceae; 


Aquamicrobium defluvii 
defluvii Bacteria; 


Aquamicrobium. 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 
Rhodovulum. 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
Rhodovulum. 


Psychromonas 
9 Psychromonas 


Psychromonadaceae; 


Gluconacetobacter 


80 3119160 Gluconacetobacter intermedius 


Acetobacteraceae; Gluconacetobacter. 
ref |NR_026433.1| Ammoniphilus 
3120644 3122140 Ammoniphilus 


group; Ammoniphilus. 
Ammoniphilus 


91 3123687 Ammoniphilus oxalaticus 
Ammoniphilus. 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Mesorhizobium 
6 Mesorhizobium 


teriaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 
Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Desulfotomaculum 

1 Desulfotomaculum 

eae; Desulfotomaculum. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 
Vibrio. 


ref |NR_026352.1 


Thermobrachium celere 


3240430 3241833 Thermobrachium celere Bacteria; 


Thermobrachium. 


345890 Bacteria_16S 3247121 3247217 9 103 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

345890 Bacteria_16S 3253022 3253126 1 103 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

345890 Bacteria_16S 3274193 3274289 9 103 gi| 219846738 |ref|NR_026330.1| Eubacterium callanderi 


strain DSM 3662 1 
Clost 


Firmicutes; 
345890 Bacteria_ 
strain DSM 43151 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


345890 Bacteria_ 
strain DSM 44183 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


345890 Bacteria_ 


parafortuitum str 
parafortuitum Bac 


Mycobacteriaceae; 
345890 Bacteria_ 


austroafricanum s 
austroafricanum B 


Mycobacteriaceae; 
345890 Bacteria_ 


coerulea DSM 4314 
Bacteria; Actinob 


Micromonospora. 
345890 Bacteria_ 


proteoclasticus s 
proteoclasticus B 


345890 Bacteria_ 


strain NCTC 10951 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
345890 Bacteria_16S 
amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 
345890 Bacteria_16S 
xerosis strain AT 
Bacteria; Actinob 


Corynebacterium. 


345890 Bacteria_16S 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
345890 Bacteria_16S 
marinonascens str 


marinonascens Bac 
Nocardiaceae; 


strain 6843 DSM 1 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
345890 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


345890 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


345890 Bacteria_16S 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


345890 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


Rho 
345890 Bacteria_16S 


6S ribosomal RNA, partial sequence 32 
ridia; Clostridiales; Eubacteriaceae; 
16S 3333501 3333605 1 103 gi 
16S ribosomal RNA, partial sequence 33 


16S 3336490 3336594 1 103 gi 
16S ribosomal RNA, partial sequence 33 
16S 3337999 3338103 1 


103 gi 


Mycobacterium. 


16S 3339511 3339615 1 103 gi 


Mycobacterium. 
16S 3348662 3348766 1 103 gi 
3 16S ribosomal RNA, partial sequence 


16S 3365693 3365789 9 103 gi 


acteria; 
16S 


Firmicutes; Clostridia; 
3412667 34127711 103 gi 
16S ribosomal RNA, partial sequence 
3431826 34319301 103 gi 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3433275 3433379 1 


103 gi 


3474105 3474209 1 
16S ribosomal RNA, 


103 gi 
complete sequence 


3477155 3477259 1 103 gi 


dococcus. 


3478706 3478810 1 103 gi 


3481634 3481738 1 103 gi 
16S ribosomal RNA, partial sequence 
3489342 3489438 9 


103 gi 


3492383 3492487 1 103 gi 
ATCC 43826 16S ribosomal RNA, partial 


Mycobacterium. 

3551770 3551866 9 103 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3554836 3554928 13 103 gi 


gi 


3564013 3564113 5 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


103 gi 


ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 


acteria; Actinobacteridae; Actinomycet 


train DSM 12679 16S ribosomal RNA, par 
Clost 


CIP 103452 16S ribosomal RNA, partial 


CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
345890 Bacteria_16S 


6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales 
345890 Bacteria_16S 


Bacteria; Actinobacteria; Actinobacter 


3551089 35526 


73522 32749 
Eu 
219846696 
32861 33343 


219846694 
35845 33373 
ne 
219846693 
al sequenc 
e; 


219846692 
rtial sequ 
dae; Actin 


219846685 
33480 
ales; Micr 
219846673 
tial seque 
ridiales; 
219846636 

34120 
nomycineae 
219846623 
sequence 
Actinomyce 


219846621 
ence 34326 
ales; Cory 


219846593 
34734 
nebacterin 
219846591 
al sequenc 
e; Actinom 


219846590 


nomycineae 
219846588 
34809 
nomycineae 
219846583 
; Desulfur 
219846581 
sequence 

idae; Acti 


219846542 


Caloramato 
219846540 
1 sequence 
ria; Rhodo 


bacteriu 


omonospori 


bacterin 


Actinomycet 


m. 
ref |NR_026288.1 
00 Actinoplanes 
neae; Micromono 
ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacter 
ref |NR_026285.1 
e 3337354 333881 
ales; Coryn 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cor 


ref|NR_026277.1 
02 3349477 Micro: 
omonosporineae; 


ref 
nce 


NR_026265.1 
336503 
Clostridiaceae; 
ref|NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026215.1 
3431175 343257 
tales; Corynebac 


ref |NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


ref |NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ycetales; Coryne 


ref |NR_026182.1 


; Actinomycetace 
ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026173.1 

3491744 349320 
nomycetales; Cor 


, 


ref |NR_026134.1 


6 


illales e 


219846533 


i 


e 


y 


95 Eubacterium callanderi Bacteria; 


Actinoplanes regularis 


regularis Bacteria; 
s 


poraceae; Actinoplanes. 
Mycobacterium hodleri 
hodleri Bacteria; 

aceae; Mycobacterium. 
Mycobacterium 

3 Mycobacterium 

bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


nebacterineae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 
bacterineae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Mycobacterium 

9 Mycobacterium 
ynebacterineae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


ref|NR_026125.1 


3563299 3564734 Vibrio nereis Bacteria; 


Vibrio nereis strain 
Proteobacteria; 


345890 Bacteria_16S 3569964 3570056 13 103 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

345890 Bacteria_16S 3576075 3576169 11 103 gi|219846525|ref|NR_026117.1| Legionella feeleii 
strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

345890 Bacteria_16S 3591321 3591413 13 103 gi| 219846515 |ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

345890 Bacteria_16S 3594376 3594472 9 103 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 3603620 3603716 9 103 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 

345890 Bacteria_16S 3608158 3608262 1 103 gi|219846500|ref|NR_026092.1| Mycobacterium 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

345890 Bacteria_16S 3615734 3615838 1 103 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
345890 Bacteria_16S 3617243 3617347 1 103 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 


Bacteria; Actinob 
Mycobacterium. 
345890 Bacteria_16S 3622872 3622976 1 103 gi 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, 
avium subsp. paratuberculosis Bacteria; Actinobacteria; 
Corynebacterineae; 
345890 Bacteria_16S 
strain 3015 16S r 


3624373 3624477 1 103 
ibosomal RNA, partial sequence 


gi 


345890 Bacteria_16S 
strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 
345890 Bacteria_16S 
strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 
345890 Bacteria_16S 3655044 3655140 9 103 gi 
tamworthensis strain Benl03 16S ribosomal RNA, partial 
tamworthensis Bac 
Amaricoccus. 
345890 Bacteria_16S 
frigidimarina str 
frigidimarina Bacteria; Proteobacteria; 
345890 Bacteria_16S 3664256 3664360 1 103 gi 
bohemicum strain DSM 44277 16S ribosomal RNA, partial s 
bohemicum Bacteri 
Mycobacteriaceae; Mycobacterium. 

345890 Bacteria_16S 3682492 3682588 9 103 gi 
arcticus strain 238 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 
345890 Bacteria_16S 3683945 3684041 9 103 gi 
strain CNS 2-75 1 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
345890 Bacteria_16S 3693090 36931905 103 gi 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Methyloc 
345890 Bacteria_16S 3709629 3709689 48 106 gi 
dejongeii strain FCl 16S ribosomal RNA, partial sequenc 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
345890 Bacteria_16S 3721604 3721708 1 103 gi 
hassiacum strain 3849 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 

345890 Bacteria_16S 3724660 3724764 1 103 gi 
verrucosospora strain A-184 16S ribosomal RNA, partial 


3625918 3626022 1 
16S ribosomal RNA, 


103 gi 
complete sequence 


3636663 3636767 1 103 gi 
16S ribosomal RNA, partial sequence 


3659656 3659760 1 103 gi 


acteria; Actinobacteridae; Actinomycet 


Mycobacteriaceae; Mycobacterium; Myc 
3623734 36252 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


teria; Proteobacteria; Alphaproteobact 


ain ICP1 16S ribosomal RNA, partial se 
Gammaproteobact 


a; Actinobacteria; Actinobacteridae; Act 


6S ribosomal RNA, partial sequence 3683303 36847 


ales; Cory 
219846490 
partial se 
Actinobac 
ob 


219846489 


nebacterin 
219846488 
36252 
ales; Cory 
219846481 
36360 
ales; Cory 
219846468 
sequence 


eria; Rhod 


219846465 
quence 
eria; Alte 
219846462 
equence 
inomycet 


219846449 
36818 
terales; R 
219846448 


llaceae; O 
219846442 
36924 
occales; M 
219846430 
e 37089 
robiales; 

219846420 
ce 37209 


ales; Cory 


acterium avi 


Verr 


nebacterineae; M 
ref 
quen 


teri 


NR_026082.1 
ce 362222 
dae; Actino 
um complex ( 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; M 


ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


ref|NR_026060.1 
3654403 365582 
obacterales; Rho 


ref|NR_026057.1 
3658961 366046 
romonadales; Sh 
ref|NR_026054.1 
3663577 366509 
ales; Corynebact 


’ 


ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref |NR_026039.1 


chrobactrum. 

ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026021.1 
07 3710374 Prosth 
ucomicrobiac 
ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


219846418 
sequence 


ewanellaceae; 


ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Shewanella 

5 Shewanella 

Shewanella. 
Mycobacterium 

2 Mycobacterium 

erineae; 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Ochrobactrum anthropi 


56 Ochrobactrum anthropi Bacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


ref|NR_026009.1 
3724040 372545 


Actinomadura 
0 Actinomadura 


verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; Actinomadura. 


345890 Bacteria_16S 
rugatobispora str 
rugatobispora Bac 
Thermomonosporace 
345890 Bacteria_16S 
strain FD 25934 1 


Actinomadura. 


345890 Bacteria_16S 
libanotica strain 
libanotica Bacter 
Thermomonosporace 
345890 Bacteria_16S 


strain IFO 14679 


Actinomadura. 


345890 Bacteria_16S 
thermocisternum s 
thermocisternum B 
345890 Bacteria_16S 


norvegica strain 
Bacteria; 


Bacteria; 


strain 2917B 16S 
Firmicutes; 
Bacteria; 


strain RT4. 
Firmicutes; 


brockii subsp. 


strain DM-82 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
345890 Bacteria_16S 
strain BN 126 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
345890 Bacteria_16S 
sulfidophilum str 
Proteob 
345890 Bacteria_16S 


Bacteria; 


strain MB-G2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
345890 Bacteria_16S 
cosmeticum strain 
cosmeticum Bacter 


Mycobacteriaceae; 


345890 Bacteria_16S 
HDS1-1 16S riboso 
Gammaproteobacter 
345890 Bacteria_16S 


Proteob 
Thermodesulforhab 
345890 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
345890 Bacteria_16S 
flavefaciens stra 
Firmicu 
345890 Bacteria_16S 
cellulolyticus st 
cellulolyticus Ba 
345890 Bacteria_16S 


Bacil 
345890 Bacteria_16S 
strain ATCC 10379 
Firmicu 
345890 Bacteria_16S 
Bl 16 
Clost 
345890 Bacteria_16S 
£3. 

Thermoanaerobacter brockii subsp. 
Thermoanaerobacte 
345890 Bacteria_16S 
strain B9 16S rib 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
345890 Bacteria_16S 


mal RNA, partial sequence 


3726121 3726225 1 103 gi 
ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Actinomadura. 

3727574 3727678 1 


e; 


103 gi 


Stre 


3730483 3730587 1 103 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 
3731941 3732045 1 


103 gi 


Strept 
3764702 3764806 1 103 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3776715 3776819 1 103 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 


se 
ri 


nc 
ob 


3788730 3788826 9 103 


gi 
ia; Rickettsiales; Anaplasmataceae; Ehrl 
3831379 3831483 1 103 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3852384 3852480 9 103 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3872146 3872242 9 103 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3873733 3873829 9 103 gi 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Bacillales Family XI. 
3879883 3879979 9 103 gi 
S ribosomal RNA, 
ridia; Clostridiales; Clostridiaceae; 
3883015 3883119 1 103 gi 
nnii strain AKo-1 16S ribosomal RNA, p 


en 
co 


qu 
id 
Se 


I 


Ca 
ar 


Thermo 
gi 


rales; Thermoanaerobacteraceae; 
3898517 3898613 9 103 
osomal RNA, partial sequence 


an 


3937816 3937912 9 103 
ribosomal RNA, partial sequence 


gi 


ho 
3940708 3940804 9 103 
ribosomal RNA, partial sequence 


gi 


bi 
3954025 3954121 9 103 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3955464 3955560 9 103 gi 
ribosomal RNA, partial sequence 


en 
te 


ho 
4039103 4039207 1 103 gi 
LTA-388 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
4046692 4046792 5 


qu 
Ac 
103 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 


finnii Bacteria; 


219846417 
al seque 
Actin 


219846416 
6S ribosomal RNA, partial sequence 3726957 372 
Actinobacteria; Actinobacteridae; Actinomycetales; ptospora 
219846414 
sequence 
Actinomy 


219846413 
16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846388 
quence 
diales; 
219846379 
37759 
acterale 


e 


219846371 
3788062 3789489 Ehrli 


ichia. 


219846341 
ce 38307 
ccaceae; 
219846327 


ence 
iales; 


219846314 
3871442 38729 


dis; 


aceae; 


219846256 


ce 395 
rales; 


219846255 
3954838 39562 
dobacter 
219846197 


ence 


219846189 
4045996 4047515 Vibri 


4063148 4063252 1 103 gi 


219846177 


osporang 


tinomyce 


ref|NR_026008.1 
nce 3725501 372690 
omycetales; Strep 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomo 


83 
ng 


ref|NR_026005.1 
3729869 373127 


cetales; Streptos 


ref|NR_026004.1 
31 Actinomadura 
ineae; Thermomo 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025970.1 
s; Syntrophobac 
ref 
chia 


NR_025962.1 
muris Bacte 


ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref|NR_025904.1 


R 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 

ref|NR_025899.1 


ry 
ref 
uenc 


NR_025897.1 
e 388233 


er. 
ref|NR_025886.1 
acea 
ref 


e; Ahrensia. 
NR_025857.1 


acea 
ref 


e; Paracoccu 
NR_025855.1 


Afifella. 
ref|NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 


v 
ref|NR_025845.1 


33 
R 


aceae; Rhodovulu 
ref |NR_025787.1 

4038441 403994 
tales; Corynebac 


ref 
oO ez 


NR_025779.1 
urae Bacteri 


re 


Pp 


78 3777536 Thermo 
t 


Clostridia; 


Streptosporangineae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura macra 


macra Bacteria; 
n 


osporaceae; 
Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 
n 


osporaceae; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Ruminococcus 
coccus flavefaciens 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella 
219846313 
38730 
ncertae 
219846309 
complete sequence 3879197 38807 
loramato 
219846307 
tial seq 
Firmicutes; 
aerobact 
219846296 
3897893 38992 
dobacter 
219846267 
3937190 39385 
dobacter 
219846265 
3940082 39414 


Gemella haemolysans 
a haemolysans ATCC 10379 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Thermoanaerobacter 
8 3883860 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Rhodobium marinum 


71 Afifella marina Bacteria; 


Rhodovulum 

ulum sulfidophilum 
Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Mycobacterium 
7 Mycobacterium 
terineae; 


Vibrio ezurae strain 
a; Proteobacteria; 


ref|NR_025767.1 


Mycobacterium 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


345890 Bacteria_16S 
parascrofulaceum strain HSC68 16S ribosomal RNA, partia 
parascrofulaceum Bacteria; Actinobacteria; Actinobacter 


Mycobacteriaceae; 


345890 Bacteria_16S 
HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vib 
345890 Bacteria_16S 


strain W4937 16S 


Actinobacteria; Actinoba 
345890 Bacteria_16S 
strain ON59 16S ribosoma 


Firmicutes; 


strain MSS-155 16 
Firmicutes; 


Paracoccus. 


345890 Bacteria_16S 


strain G3-29 16S 


strain ATCC 29799 
Bacteria; 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


345890 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


345890 Bacteria_16S 


lactatifermentans 
lactatifermentans 


345890 Bacteria_16S 


thermobenzoicum s 


Lactobacillales; 
345890 Bacteria_16S 


Bacillales; 
345890 Bacteria_16S 

haeundaensis strain BC74171 16S 
haeundaensis Bact 


Bacteroidetes; 
345890 Bacteria_16S 


Mycobacterium. 


ribosomal RNA, 


Bacillaceae; 


ribosomal RNA, 


Bacteria; 
ella. 


ae; Actinomadura. 


Bacteria; 


4073755 4073859 1 


4103917 41040175 


partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 
4117557 41176611 
1 RNA, partial sequence 
Streptococcaceae; 

4132843 4132947 1 
S ribosomal RNA, partial sequence 
Halobacillus. 
4134345 41344419 
ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


4186680 4186780 5 
partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
345890 Bacteria_16S 4192815 41929119 
16S ribosomal RNA, partial sequence 
Bacteroidia; 
4207766 4207870 1 
strain 41 16S ribosomal RNA, partial 
Firmicutes; 


4218452 4218556 1 
in L 46 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


4220043 4220135 13 
strain G17 16S ribosomal RNA, partial sequence 
Firmicutes; 
4230589 4230693 1 
ubsp. thermosyntrophicum strain TPO 16S 


103 gi 


103 gi 


103 gi 
103 gi 


103 gi 


103 gi 


103 gi 


103 gi 


Bacteroidales; Bacteroidaceae; 
103 gi|219846070|ref 
sequence 
Clostridia; Clostridiales; Cl 
103 gi|219846062|ref 


219846170 
1 sequence 4073095 40745 
idae; Actinomycetales; 
219846150 
4103238 4104753 Vibri 
rionales; Vibrionaceae; Vibrio. 
4115981 4116085 1 219846140 
4115405 41168 


219846139 
4116858 41183 
Streptococcus. 
219846125 
4132144 41336 


219846124 
sequence 

219846085 
4186000 41874 


219846080 
4192139 4193621 Bacte 


ref 


ref 


ref 


ref 


ref 


ref 


rs 


ref 


ref 


54 Streptococcus 


65 Halobacillus 


133716 41351 
Rhodobacterales; 


4217823 421929 


NR_025760.1 


NR_025740.1 


o gallicus Bacteria; 


NR_025730.1 


NR_025729.1 


NR_025715.1 


NR_025714.1 


NR_025675.1 


NR_025670.1 


Bacteroides. 
NR_025660.1 


ostridiales 


NR_025652.1 


Mycobacterium 


62 Mycobacterium 
Corynebacterineae; 


Vibrio gallicus strain 
Proteobacteria; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Streptococcus minor 
minor Bacteria; 


Halobacillus locisalis 


locisalis Bacteria; 


Paracoccus 


23 Paracoccus 
Rhodobacteraceae; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Bacteroides capillosus 


roides capillosus 


Carboxydocella 


4207086 4208540 Carboxydocella 


Family XVI. Incertae 


Actinomadura 
1 Actinomadura 


Actinomycetales; Streptosporangineae; 
103 gi|219846061|ref|NR_025651.1| Clostridium 
4219342 4220838 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
103 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
ribosomal RNA, partial sequence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


345890 Bacteria_16S 
strain M175 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
345890 Bacteria_16S 


ptococcaceae; 


Desulfotomaculum. 
4233610 42337141 


4239650 4239742 13 


103 gi 


103 gi 


hispanicum strain GP34 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
345890 Bacteria_16S 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


345890 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


345890 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


345890 Bacteria_16S 


strain SE-32A-C8 
Proteobacteria; G 


subsp. tularensis 
subsp. tularensis 
Francisella. 


345890 Bacteria_16S 
ferrireducens strain PAL-1 16S ribosoma 
ferrireducens Bacteria; 
345890 Bacteria_16S 

strain OK2 16S ribosomal RNA, partial sequence 


; Streptomyces. 


ia; Firmicutes; 


3760 3854 


14158 14252 
Bacteria; 


92757 92851 


656764 656868 1 
s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 


1880311 1880398 9 
FKBS1 16S ribosomal RNA, 
Clostridia; 
3364156 3364262 1 

SM 4136 16S ribosomal RNA, partial seq 
; Verrucomicrobia; Verrucomicrobiae; V 


11 
16S ribosomal RNA, par 
ammaproteobacteria; Le 
345890 Bacteria_16S 
strain B-38 16S ribos 
Proteobacte 


11 


11 


Deferribacteres 


103 gi 


95 gi 


complete sequence 1879598 188113 
Clostridiales; Veillonellaceae; Prop 
105 gi|219846674|ref|NR_026266.1 

uence 3363492 336498 
errucomicrobiales; Verruco: 
103 gi|265679061|ref|NR_029369.1 


tial sequence 3080 


103 gi 


ria; 


103 gi 


1 RNA, complete 


385040 385134 11 


103 gi 


219846046 
4232932 42344 


219846042 
4239011 4240418 Methyl 
les; Methyloba 
265678612 
A, partial 
eridae; Actino 


219878279 


265679001 
sequence 
; Deferribacterales; 


ref 


ref 


ref 
seq 


ref 


4533 


ref 


ref 


ref 


22 Mycobacterium 


13461 
Thiotrichales; F 


92051 
Deferribacteraceae; G 
265678798 


NR_025636.1 


NR_025632.1 


cteriaceae; 
NR_028917.1 
uence 656132 
mycetales; S 


NR_025418.1 


egionella. 
NR_029362.1 
14981 


NR_029309.1 
93594 


Mycobacterium shottsii 
shottsii Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Streptomyces 

657614 Streptomyces 
treptomycineae; 


Propionispora 

1 Propionispora 
ionispora. 
Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Legionella erythra 


Legionella erythra Bacteria; 
gionellales; Legionellaceae; L 
265679054 
omal RNA, partial sequence 
Gammaproteobacteria; 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Geovibrio 
Geovibrio 
eovibrio. 
Pseudomonas lutea 


NR_029103.1 


384340 385870 Pseudomonas lutea Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


345890 Bacteria_ 
ammonificans stra 
ammonificans Bact 
345890 Bacteria_ 
strain F12 16S ri 


Firmicutes; 


Pseudomonas. 


345890 Bacteria_ 


strain S-743 16S 


Tenericutes; Moll 
345890 Bacteria_ 
singaporensis str 
singaporensis Bac 


Klebsiella. 


345890 Bacteria_ 


strain Greoux 11 
Bacteria; 


Bacil 
345890 Bacteria_ 
rhizosphaerae str 
rhizosphaerae Bac 


Proteob 
345890 Bacteria_ 
strain FC 097-2 16S ribosomal RNA, 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 
345890 Bacteria_ 


ribosomal RNA, partial sequence 


16S 1172016 1172113 1 97 gi 


779845 78130 


complete sequence 984769 98628 


228719312 


ref 


7 Acholeplasma 


5 Acholeplasma 


eplasma. 
NR_027582.1 


16S 408125 408222 1 97 gi| 265678783 |ref|NR_029088.1| Thermovibrio 

in HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 

eria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

16S 423587 423691 1 103 gi|265678772|ref|NR_029077.1| Bacillus algicola 
bosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 

lales; Bacillaceae; Bacillus. 

16S 445244 445338 11 103 gi| 265678758 |ref|NR_029063.1| Pseudomonas 

ain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 

teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

16S 780505 780607 3 103 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 


axanthum Bacteria; 


icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

16S 849145 849246 5 103 gi|265678480|ref|NR_028783.1| Klebsiella 

ain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 

teria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

16S 903753 903847 11 103 gi| 265678442 |ref|NR_028744.1| Legionella gresilensis 
D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
acteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

16S 985458 985560 3 103 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 


vituli Bacteria; 


Dethiosulfovibrio 


peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 

345890 Bacteria_16S 1277529 1277623 11 103 gi|219846127|ref|NR_025717.1| Thalassomonas 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 1276861 1278268 Thalassomonas 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Thalassomonas. 
345890 Bacteria_16S 1385311 1385413 3 103 gi|228716834|ref|NR_027556.1| Shewanella 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 1384632 1386131 Shewanella 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

345890 Bacteria_16S 1486866 1486960 11 103 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
345890 Bacteria_16S 1545836 1545930 11 103 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

345890 Bacteria_16S 1578794 1578888 11 103 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

345890 Bacteria_16S 2087724 2087821 1 97 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 

345890 Bacteria_16S 2298649 2298743 11 103 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

345890 Bacteria_16S 2503111 2503205 11 103 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
345890 Bacteria_16S 2716790 2716884 11 103 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

345890 Bacteria_16S 2779899 2779993 11 103 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

345890 Bacteria_16S 2935211 2935305 11 103 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
345890 Bacteria_16S 2960796 2960890 11 103 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

345890 Bacteria_16S 2974617 2974711 11 103 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

345890 Bacteria_16S 2991406 2991500 11 103 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

345890 Bacteria_16S 2992900 2992994 11 103 gi|219846928|ref|NR_026520.1| Legionella brunensis 


strain 441-1 16S 


Proteobacteria; Gammaproteobacteria; Legionellales; 


ribosomal RNA, partial sequence 


2992209 2993681 Legionella brunensis Bacteria; 
Legionellaceae; Legionella. 


345890 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


345890 Bacteria_16S 


strain DSM 11363 
Proteobacteria; 


strain LLAP12 16S 
Bacteria; Proteob 


345890 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; 


strain DSM 50071 
Bacteria; Proteob 


345890 Bacteria_16S 


G 
345890 Bacteria_16S 


G 
345890 Bacteria_16S 


2994358 2994452 11 103 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 
3177330 3177424 11 


qu 
ia 
103 gi 
16S ribosomal RNA, par 
ammaproteobacteria; Pseudomonadales; P 
3266615 3266709 11 103 gi 
ribosomal RNA, partial sequence 


se 


219846927 


219846803 
tial sequence 3176631 31781 


219846743 
3265947 32672 


ref |NR_026519.1 
ence 


Rhizob 


: iales; 
ref|NR_026395.1 
59 Pseudomonas g 
aceae; 
ref |NR_026335.1 


94 Legionella dr 


udomonad 


2993732 299516 
Rhizobiac 


Pseudomon 


Agrobacterium 
8 Agrobacterium 
eae; 


Pseudomonas graminis 
raminis Bacteria; 
as. 

Legionella drancourtii 
ancourtii LLAP12 


acteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3268033 3268127 11 103 gi| 219846742 |ref|NR_026334.1| Legionella lytica 
osomal RNA, partial sequence 3267345 3268825 Legionella lytica Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3629082 3629175 11 103 gi| 219846486 |ref|NR_026078.1| Pseudomonas aeruginosa 
16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

3662726 3662820 11 103 gi|219846463|ref|NR_026055.1| Colwellia 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequence 3662041 3663526 Colwellia 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
345890 Bacteria_16S 3791747 3791849 3 103 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

345890 Bacteria_16S 3796287 3796381 11 103 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

345890 Bacteria_16S 3980387 3980481 11 103 gi|219846238|ref|NR_025828.1| Rhizobium galegae 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
345890 Bacteria_16S 3983418 3983512 11 103 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

345890 Bacteria_16S 4107004 4107106 3 103 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 


Tenericutes; Moll 


345890 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


345890 Bacteria_16S 


kaustophilus stra 
kaustophilus Bact 


345890 Bacteria_16S 


japonicum strain 
japonicum Bacteri 
Cryptosporangium. 


345890 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


345890 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


345890 Bacteria_16S 


contaminans strai 
contaminans Bacte 


345890 Bacteria_16S 


strain LV3 16S ri 
Actinobacteria; A 


345890 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


345890 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


345890 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


icutes; Acholeplasmatales; Acholeplasmat 


osomal RNA, partial sequence 


bosomal RNA, partial sequence 


345890 Bacteria_16S 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 


silvestris Bacter 


ia; Firmicutes; Bacillales; Planococcace 


345474 34689 


563902 56532 


aceae; Acholeplasma. 


2 Brevibacillus 


ae; Solibacillus. 


102124 102221 8 103 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

219890 219987 8 103 gi|265678916|ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

343044 343148 1 103 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 

346171 346268 8 103 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 


reuszeri Bacteria; 


lales; Paenibacillaceae; Brevibacillus. 

401913 402017 1 103 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
train IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
tratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Agromyces. 

526313 526410 8 103 gi|265678701|ref|NR_029006.1| Anoxybacillus 
n R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

564545 564649 1 103 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
585552 585649 8 103 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
lales; Bacillaceae; Bacillus. 
609694 609791 8 103 gi| 265678645 |ref|NR_028950.1| Planomicrobium 
ain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
teria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
694726 694823 11 106 gi| 265678586 |ref|NR_028891.1| Planctomyces 
in DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
731000 731097 8 103 gi| 265678561 |ref|NR_028865.1]| Solibacillus 


730321 731827 Solibacillus 


345890 Bacteria_16S 
strain U 16S ribo 
Bacil 
345890 Bacteria_16S 


Bacillales; 


strain VKM Ac-180 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


koreensis strain 


840155 840252 8 103 gi 
Geobacillus. 
886916 887020 1 103 gi 


4 16S ribosomal RNA, partial sequence 


laceae; 


899148 899245 8 103 gi 
Y¥C300 16S ribosomal RNA, partial seque 


nce 


265678486 
somal RNA, partial sequence 839468 840930 Geoba 


265678453 
88624 
ococcineae 
265678445 
89842 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


ref 
cill 


NR_028789.1 
us uzenensis 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref|NR_028747.1 
7 899962 Paenib 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Paenibacillus 
acillus koreensis 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

345890 Bacteria_16S 911476 911580 1 103 gi|265678437|ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

345890 Bacteria_16S 957963 958060 8 103 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 


caldoxylosilyticu 
345890 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; 


lithotrophicum st 
lithotrophicum Ba 


345890 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


345890 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


345890 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


345890 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


345890 Bacteria_16S 


terrestris strain 
terrestris Bacter 
Streptomycetaceae 


345890 Bacteria_16S 
16S ribosomal RNA, partial sequence 1629885 16313 


strain LMG 21880 
Firmicutes; Bacil 


345890 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


345890 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


345890 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


345890 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


345890 Bacteria_16S 
16S ribosomal RNA, partial sequence 1751903 17534 


strain LMG 18422 


G 
345890 Bacteria_16S 


ammaproteobacteria; Alteromonadales; S 
1049799 1049832 1 34 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1138694 1138798 1 103 gi 


Actinomycetales; Micrococcineae; Micr 
1241610 1241707 1 97 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1513839 1513936 8 103 gi 
ribosomal RNA, partial sequence 


1 


lales; Bacillaceae; Bacillus. 


1635238 1635335 8 103 gi 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1689983 1690080 8 103 gi 


ge 


hewanellac 
265678345 
quence 

urobacteri 
253680764 
omal RNA, complete sequence 1138010 1139535 Leifs 
obacteriac 
219878120 
sequence 
notherma 
219878119 
1513128 15146 


219878453 


1687712 16892 


219878414 


in M8 16S ribosomal RNA, partial sequence 16892 
tes; Bacillales; Planococcaceae; Planococcus. 
1752592 1752689 8 103 gi| 219878372 


s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
1011567 1011667 5 103 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 


eae; Shewanella. 
ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref|NR_028012.1 
onia rubra Bacte 
eae; Leifsonia. 
ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihydrogenibium. 
ref|NR_025258.1| Bacillus odysseyi 
43 Bacillus odysseyi Bacteria; 


Balnearium 
0 Balnearium 
m. 
Leifsonia rubra strain 
ria; Actinobacteria; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 


lales; Bacillaceae; Bacillus. 
1553274 1553371 8 103 gi|219857220|ref|NR_024848.1| Providencia stuartii 
16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 
1557699 1557803 1 103 gi|219846193|ref|NR_025783.1| Kitasatospora 
HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
1630576 1630673 8 103 gi| 219878456 |ref|NR_025595.1| Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


ref|NR_025592.1] Planococcus 


n S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
tes; Bacillales; Planococcaceae; Planococcus. 

1661117 1661214 8 103 gi|219878434|ref|NR_025573.1| Sporosarcina 
ain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
teria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

1688404 1688508 1 103 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Planococcus 
occus rifietoensis 


ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 1778246 1778343 8 103 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

345890 Bacteria_16S 1779795 1779892 8 103 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

345890 Bacteria_16S 1800911 1801008 8 103 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

345890 Bacteria_16S 1808671 1808768 8 103 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

345890 Bacteria_16S 1811692 1811796 1 103 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 


Curtobacterium flaccumfaciens pv. 


Actinomycetales; 


Curto 


bacteriu 


1820902 1821006 1 


103 gi 


219878322 


herbarum strain P 420/07 16S ribosomal RNA, partial sequence 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; 
345890 Bacteria_16S 


m. 
ref|NR_025461.1| Curtobacterium 
1820242 1821724 Curtobacterium 


herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Curtobacterium. 
345890 Bacteria_16S 
strain P 229/10 1 


1822426 1822530 1 103 gi| 219878321 


6S ribosomal RNA, partial sequence 1821775 18232 


ref |NR_025460.1 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

345890 Bacteria_16S 1830015 1830112 8 103 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
345890 Bacteria_16S 1834558 1834662 1 103 gi|219878312|ref|NR_025451.1]| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 

345890 Bacteria_16S 1851473 1851565 13 103 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 1852130 Roseospira navarrensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

345890 Bacteria_16S 1871144 1871241 8 103 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

345890 Bacteria_16S 1908992 1909096 1 103 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

345890 Bacteria_16S 1912015 1912112 8 103 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

345890 Bacteria_16S 1942533 1942630 8 103 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 


strain LMG 18419 


16S ribosomal RNA, partial sequence 1941853 19433 


47 Paenibacillus 


cookii Bacteria; 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

345890 Bacteria_16S 1980563 1980667 1 103 gi| 219878208 |ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

345890 Bacteria_16S 1999238 1999335 8 103 gi|219878196|ref|NR_025335.1| Pragia fontium strain 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 

345890 Bacteria_16S 2013074 2013167 12 103 gi| 219878187 |ref|NR_025326.1| Hyphomonas 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
345890 Bacteria_16S 2014534 2014627 12 103 gi|219878186|ref|NR_025325.1| Hyphomonas polymorpha 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

345890 Bacteria_16S 2104487 2104583 9 103 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

345890 Bacteria_16S 2115031 2115128 8 103 gi|219857658|ref|NR_025247.1| Planococcus maritimus 


strain TF-9 16S r 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 2114343 21158 


lales; Planococcaceae; Planococcus. 


345890 Bacteria_16S 2158812 2158905 12 103 gi|219857629|ref|NR_025218.1 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 215819 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales 
Paracoccus. 

345890 Bacteria_16S 2248289 2248393 1 103 gi| 219857567 |ref|NR_025155.1 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 224914 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

345890 Bacteria_16S 2266838 2266935 8 103 gi| 219857555 |ref|NR_025143.1 


strain SK-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
345890 Bacteria_16S 2312291 2312388 8 103 gi 
subterraneus strain 34 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
345890 Bacteria_16S 2334993 2335089 9 103 gi| 219857505 
strain DM12 16S ribosomal RNA, partial sequence 2334350 23357 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
345890 Bacteria_16S 2345489 2345586 8 103 gi| 219857497 
granivorans strain A30 16S ribosomal RNA, partial sequence 23447 


2266147 22676 


219857521 
nce 23115 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
345890 Bacteria_16S 2360654 2360758 1 103 gi| 219857487 |ref|NR_025075.1 
strain K265 16S ribosomal RNA, partial sequence 2360002 23614 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
345890 Bacteria_16S 2362172 2362276 1 103 gi|219857486|ref|NR_025074.1 


strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


dobacter 


ref|NR_025109.1 
80 2313074 Geobac 
ref|NR_025093.1 
aceae; Paracoccu 


ref|NR_025085.1 
86 2346268 Paenib 


49 Planococcus maritimus Bacteria; 


Paracoccus 
2159597 Paracoccus 
Rhodobacteraceae; 


4 


Streptomyces 
2 Streptomyces 
omycineae; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Paenibacillus 
acillus granivorans 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 


Subtercola boreus 


2361525 2362991 Subtercola boreus Bacteria; 
Micrococcineae; Microbacteriaceae; 


Subtercola. 


345890 Bacteria_16S 2429079 2429175 9 103 gi| 219857438 
Ssapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 

sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Pept 
345890 Bacteria_16S 2444279 2444376 8 103 gi| 219857423 
koreense strain JGO7 16S ribosomal RNA, partial sequence 24435 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
345890 Bacteria_16S 2473105 2473209 1 103 gi|219857401 
strain LYP 16S ribosomal RNA, partial sequence 2472404 24737 


ref|NR_025026.1| Desulfotomaculum 
2428395 2429818 Desulfotomaculum 
ococcaceae; Desulfotomaculum. 
ref|NR_025011.1| Planomicrobium 
92 2445097 Planomicrobium koreense 


ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 


Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 


345890 Bacteria_16S 2539236 2539329 12 103 gi| 219857351 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 25399 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


345890 Bacteria_16S 2541971 2542064 12 103 gi| 219857349 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 25426 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
345890 Bacteria_16S 2594161 2594265 1 103 gi| 219857272 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
345890 Bacteria_16S 2621884 2621981 8 103 gi|219857251 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 26212 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
345890 Bacteria_16S 2634050 2634147 8 103 gi| 219857236 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 

alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; 
345890 Bacteria_16S 2697187 2697284 8 103 gi| 219857190 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 

voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ano 
345890 Bacteria_16S 2778429 2778526 8 103 gi|219857131 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 

glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae 
345890 Bacteria_16S 2879069 2879166 8 103 gi| 219856872 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacil 
Bacillales; Bacillaceae; Bacillus. 
345890 Bacteria_16S 2900197 2900301 1 103 gi|219856856 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


345890 Bacteria_16S 2983784 2983888 1 103 gi| 219846934 
strain JaH 16S ribosomal RNA, partial sequence 2983106 29845 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 2995908 2995941 1 34 gi| 219846926 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; H 
345890 Bacteria_16S 2998988 2999085 8 103 gi|219846924 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxy 
345890 Bacteria_16S 3006639 3006743 1 103 gi|219846919 
strain 801 16S ribosomal RNA, partial sequence 3005987 30074 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
345890 Bacteria_16S 3026153 3026246 12 103 gi|219846906 
immobile strain E 16S ribosomal RNA, partial sequence 30255 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
345890 Bacteria_16S 3067268 3067364 9 103 gi| 219846877 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 30679 


Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 


345890 Bacteria_16S 3287832 3287936 1 103 gi| 219846729 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 32871 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesul 
345890 Bacteria_16S 3351719 3351823 1 103 gi| 219846683 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
345890 Bacteria_16S 3446580 3446676 9 103 gi| 219846612 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


345890 Bacteria_16S 3517979 3518083 1 103 gi|219846564 
strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
345890 Bacteria_16S 3539393 3539497 1 103 gi| 219846550 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 35402 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


ref|NR_024939.1| Hyphomonas hirschiana 
30 Hyphomonas hirschiana Bacteria; 


ref|NR_024937.1|] Hyphomonas adhaerens 
65 Hyphomonas adhaerens Bacteria; 
ceae; Hyphomonas. 
ref|NR_024903.1| Mycobacterium tusciae 
10 Mycobacterium tusciae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_024881.1| Planomicrobium 

00 2622680 Planomicrobium mcmeekinii 


ref|NR_024864.1| Planomicrobium 

2633347 2634791 Planomicrobium 
Planomicrobium. 
ref|NR_024818.1| Anoxybacillus 

2696496 2698001 Anoxybacillus 
xybacillus. 
ref|NR_024759.1| Paenibacillus 

2777747 2779208 Paenibacillus 
; Paenibacillus. 
ref|NR_024691.1| Bacillus flexus strain 
lus flexus Bacteria; Firmicutes; 


ref|NR_024675.1| Zimmermannella bifida 
10 Zimmermannella bifida Bacteria; 

; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_026526.1| Bacillus vedderi 

83 Bacillus vedderi Bacteria; 


ref|NR_026518.1] Hydrogenobacter 
2995219 2996732 Hydrogenobacter 
ydrogenobacter. 
ref|NR_026516.1| Anoxybacillus 
2998293 2999816 Anoxybacillus 


ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 

; Microbacteriaceae; Frigoribacterium. 
ref|NR_026498.1| Phenylobacterium 

10 3026975 Phenylobacterium immobile 
aulobacteraceae; Phenylobacterium. 
ref|NR_026469.1| Gemella palaticanis 

47 Gemella palaticanis Bacteria; 


ref|NR_026321.1| Thermodesulfovibrio 

91 3288591 Thermodesulfovibrio islandicus 
fovibrio. 
ref|NR_026275.1| Agrococcus jenensis 
38 Agrococcus jenensis Bacteria; 

; Microbacteriaceae; Agrococcus. 
ref|NR_026204.1| Clostridium viride 
86 Clostridium viride Bacteria; 


ref|NR_026156.1| Curtobacterium citreum 
98 Curtobacterium citreum Bacteria; 

; Microbacteriaceae; Curtobacterium. 
ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


345890 Bacteria_16S 3609679 3609776 8 103 gi|219846499 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


345890 Bacteria_ 
strain IFO 14097 


16S 3736318 3736351 1 34 gi 
Stre 
3769085 3769189 1 103 gi 


species tessellarius strain 78181 16S 


219846410 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
345890 Bacteria_16S 
michiganensis sub 


pt 
219846385 
ribosomal 


osporang 


ref|NR_026001.1 
inea 

ref 
RNA, 


e; Streptosp 
NR_025976.1 
partial seq 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


345890 Bacteria_16S 
okeanokoites stra 
okeanokoites Bact 
345890 Bacteria_16S 
thiocyanatus stra 
thiocyanatus Bact 


Paracoccus. 


345890 Bacteria_16S 
strain GS5-97 16S 
Bacil 
345890 Bacteria_16S 


Firmicutes; 


strain NRRL B-161 


Bacteria; Actinob 
345890 Bacteria_16S 
stackebrandtii st 
stackebrandtii Ba 
345890 Bacteria_16S 
strain N-3 16S ri 


Micrococcineae; Microbacteriaceae; Cla 
3930538 3930635 8 103 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3936382 3936478 9 103 gi 
in THI 011 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


3993800 3993897 8 103 

ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4033074 4033178 1 103 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4043660 4043757 8 103 gi 
rain K22-03 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Planoc 
4212354 4212451 8 103 gi 
bosomal RNA, complete sequence 


gi 


vibacter. 
219846274 
1 sequence 
caceae; Pl 
219846268 
sequence 

ria; Rhodo 


219846229 


3993148 39945 


219846201 
40324 
ales; Glyc 
219846191 
sequence 

occaceae; 

219846067 


4211641 42131 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

345890 Bacteria_16S 5226 5322 9 103 gi| 265679060 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
345890 Bacteria_16S 6688 6784 9 103 gi| 265679059 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
345890 Bacteria_16S 8145 8241 9 103 gi| 265679058 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
345890 Bacteria_16S 38395 38499 1 103 gi| 265679038 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
345890 Bacteria_16S 42948 42980 1 33 gi| 265679035 


synnemataformans 


strain IMMIB D-1215 16S ribosomal RNA, 


partial s 


synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Acti 
Nocardiopsaceae; Nocardiopsis. 

345890 Bacteria_16S 49030 49134 1 103 gi| 265679031 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
345890 Bacteria_16S 52199 52303 1 103 gi| 265679029 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
345890 Bacteria_16S 62786 62882 9 103 gi| 265679022 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
345890 Bacteria_16S 73403 73435 1 33 gi| 265679015 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actin 
Pseudonocardiaceae; Pseudonocardia. 

345890 Bacteria_16S 80692 80796 1 103 gi| 265679010 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

345890 Bacteria_16S 83762 83866 1 103 gi| 265679007 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaer 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

345890 Bacteria_16S 85234 85266 1 33 gi| 265679006 


dassonvillei subs 


p- dassonvillei strain IMRU 509 16S ri 


bosomal RN. 


ref |NR_025864.1 
3929851 393132 
anomicrobium. 
ref|NR_025858.1 

3935756 393713 
bacterales; Rhod 


ref |NR_025819.1 


ref|NR_025791.1 
omycineae; Glyco 
ref |NR_025781.1 
4042976 404443 
Planococcus. 
ref|NR_025657.1 


ref |NR_029368.1 


tonella. 
NR_029367.1 


Bar 
ref 


tonella. 
NR_029366.1 


Bar 
ref 


Bartonella. 
ref |NR_029346.1 

39128 Sulfit 
aceae; Sulfitoba 
ref |NR_029343.1 
equence 42294 
nomycetales; Str 
ref |NR_029339.1 

Actinobaculum 
; Actinomycetace 
ref |NR_029337.1 

Enterococcus 
ref |NR_029330.1 
hizobium/Agrobac 
ref |NR_029323.1 

72731 74244 
omycetales; Pseu 


ref|NR_029318.1 


ref 
ofil 


NR_029315.1 
um agile Bac 


ref 
A, p 


NR_029314.1 
artial seque 


Planomicrobium 
2 Planomicrobium 


Paracoccus 
9 Paracoccus 


obacteraceae; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 


mycetaceae; Glycomyces. 
Planococcus 
9 Planococcus 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Nocardiopsis 

43754 Nocardiopsis 
eptosporangineae; 


Actinobaculum schaalii 
schaalii Bacteria; 

ae; Actinobaculum. 
Enterococcus asini 


asini Bacteria; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Pseudonocardia 
Pseudonocardia 
donocardineae; 


Listeria innocua 


Listeria innocua Bacteria; 


Anaerofilum agile 


teria; Firmicutes; 
Nocardiopsis 
nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


345890 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


345890 Bacteria_16S 


Streptosporangineae; Nocardiopsaceae; 

86789 86893 1 103 gi 
ain Fae 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 


Nocardiops 


265679005 
uence 

diales; Ru 
265678998 


97504 97608 1 103 gi 


thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 


Desulfocapsa. 


is. 
ref|NR_029313.1 

86091 87556 
minococcaceae; A 


Anaerofilum 
Anaerofilum 
naerofilum. 


ref|NR_029306.1 
96815 98277 


Desulfocapsa 
Desulfocapsa 


345890 Bacteria_16S 118958 119062 1 103 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

345890 Bacteria_16S 120461 120565 1 103 gi|265678982|ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
345890 Bacteria_16S 123549 123653 1 103 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
345890 Bacteria_16S 132651 132755 1 103 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

345890 Bacteria_16S 137166 137270 1 103 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

345890 Bacteria_16S 144771 144875 1 103 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

345890 Bacteria_16S 146270 146366 9 103 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

345890 Bacteria_16S 156977 157081 1 103 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

345890 Bacteria_16S 176762 176862 5 103 gi| 265678945 |ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

345890 Bacteria_16S 184354 184450 9 103 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 192053 192153 5 103 gi| 265678935 |ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

345890 Bacteria_16S 198062 198154 13 103 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 209035 209127 13 103 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 224369 224465 9 103 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

345890 Bacteria_16S 245837 245869 1 33 gi|265678898|ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

345890 Bacteria_16S 254901 254993 13 103 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

345890 Bacteria_16S 259400 259496 9 103 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

345890 Bacteria_16S 260776 260872 9 103 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
345890 Bacteria_16S 272867 272963 9 103 gi|265678878|ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

345890 Bacteria_16S 309411 309507 9 103 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

345890 Bacteria_16S 313986 314078 13 103 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 318396 318492 9 103 gi|265678848|ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
345890 Bacteria_16S 329165 329261 9 103 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 


hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Sedis; Sedimentib 


acter. 


Incertae 


345890 Bacteria_16S 332354 332458 1 103 gi| 265678839 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete se 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaero 
Moorella group; Moorella. 

345890 Bacteria_16S 351991 352083 13 103 gi| 265678823 
strain MB312 16S ribosomal RNA, partial sequence 351363 35277 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; R 
345890 Bacteria_16S 353453 353545 13 103 gi| 265678821 
strain 941 16S ribosomal RNA, partial sequence 352821 35423 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
345890 Bacteria_16S 354912 355004 13 103 gi| 265678820 
strain AS130 16S ribosomal RNA, partial sequence 354284 35569 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
345890 Bacteria_16S 375806 375910 1 103 gi| 265678804 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
345890 Bacteria_16S 378909 379005 9 103 gi| 265678802 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
345890 Bacteria_16S 383460 383552 13 103 gi| 265678799 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
345890 Bacteria_16S 389570 389674 1 103 gi| 265678795 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Promicromonosporaceae; Myceligenerans. 

345890 Bacteria_16S 395744 395848 1 103 gi| 265678791 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 39505 


Bacteria; Firmicu 


345890 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


345890 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


345890 Bacteria_16S 


strain XILO8 16S 


strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 

406548 406652 1 
ribosomal RNA, 


103 
complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 


345890 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


345890 Bacteria_16S 


strain E7107 16S 


345890 Bacteria_16S 


oligofermentans s 
oligofermentans B 


ococcineae 
432901 433005 1 103 gi| 265678766 
GMP01 16S ribosomal RNA, partial sequence 43219 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
446774 446866 13 103 gi| 265678757 
ribosomal RNA, partial sequence 446125 44760 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
456086 456190 1 103 gi| 265678747 
train 2-4 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Lactobacillales; Streptococ 
462045 462149 1 103 gi| 265678743 


345890 Bacteria_16S 


strain YIM 31530 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


345890 Bacteria_16S 


strain QH3A7 16S 
Actinobacteria; A 


345890 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


345890 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


345890 Bacteria_16S 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


345890 Bacteria_16S 


IMMIB R-145 16S r 
Actinobacteria; A 


345890 Bacteria_16S 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 


489609 489713 1 
ribosomal RNA, 


103 
complete sequence 


gi 


tes; Bacillales; Bacillaceae; Tenuibacillus. 
397253 397357 1 103 gi| 265678790 
in XIL11 16S ribosomal RNA, complete sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
; Cellulomonas. 
398773 398805 1 33 gi| 265678789 


405881 40739 


16S ribosomal RNA, partial sequence 461374 46285 


488917 49045 


ctinobacteridae; Actinomycetales; Micrococcineae 
497293 497397 1 103 gi| 265678720 
M512/02/1 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Lactobacillales; Streptococcacea 
511099 511195 9 103 gi| 265678711 
osomal RNA, partial sequence 510382 51190 
lales; Bacillaceae; Geobacillus. 
524764 524868 1 103 gi| 265678702 
$13 16S ribosomal RNA, partial sequence 52414 
acteria; Actinobacteridae; Actinomycetales; Cory 
544576 544608 1 33 gi| 265678689 
ibosomal RNA, partial sequence 543951 54542 
ctinobacteridae; Actinomycetales; Corynebacterin 
573560 573664 1 103 gi| 265678670 


tial seque 
idae; Acti 


265678784 


ionibacter 
265678725 


e; 


neba 


eae; 


ref 
quen 
bact 


NR_029144.1 
ce 331642 
erales; Ther 


ref |NR_029128.1 


Moorella 
333194 Moorella 
moanaerobacteraceae; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


hodo 
ref 


bium. 
NR_029126.1 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


ae; 
ref 


Rhodoplanes 
NR_029125.1 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


ae; Rhodoplanes. 
ref|NR_029109.1 

375101 376646 
Paenibacillus. 
ref|NR_029107.1 


Paenibacillus 
Paenibacillus 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


acea 
ref 


e; Oceanicol 
NR_029104.1 


a. 
Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


ae; Bradyrhizobi 
ref|NR_029100.1 
388894 390431 
etales; Micrococ 


ref|NR_029096.1 
0 396528 Tenuib 


ref|NR_029095.1 
396579 398094 
cetales; Microco 


ref 
nce 
nomy 


NR_029094.1 
398145 
cetales; Cor 


ref|NR_029089.1 


um. 
Myceligenerans 
Myceligenerans 
cineae; 


Tenuibacillus 
acillus multivorans 


Cellulomonas 
Cellulomonas 
ccineae; 


Nocardia 
399618 Nocardia 


ynebacterineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


; Promicromonos 


Pp 


ref |NR_029071.1 


6 433742 Paenib 


ref|NR_029062.1 


oraceae; 


Paenibacillus 
acillus favisporus 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


raceae; Roseomon 
ref|NR_029052.1 

455417 456926 
caceae; Streptoc 
ref|NR_029048.1 


as. 
Streptococcus 
Streptococcus 

occus. 
Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


inea 
ref 


e; Nocardioi 
NR_029030.1 


daceae; Kribbella. 
Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


; Jonesiaceae; J 
ref|NR_029025.1 
496622 498127 
Streptococcu 
ref|NR_029016.1 


Ss. 


onesia. 
Streptococcus 
Streptococcus 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


ref |NR_029007.1 
6 525550 Coryne 
cterineae; C 


ref|NR_028994.1 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


Nocardiacea 


e; Nocardia. 


ref|NR_028975.1 


572888 


Corynebacterium 
574399 Corynebacterium 


tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


345890 Bacteria_16S 
strain ED 11/3LLK 


Aquificae; Aquifi 


345890 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


345890 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


345890 Bacteria_16S 


strain 216 16S ri 


Luteococcus. 


345890 Bacteria_16S 


strain TH-3 16S r 


345890 Bacteria_16S 


VKM Ac-1800 16S r 


345890 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


345890 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
345890 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


345890 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


345890 Bacteria_16S 


strain J72 16S ri 
Actinobacteria; A 


345890 Bacteria_16S 


strain CCBAU 7190 
Proteobacteria; A 


345890 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


345890 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


345890 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


345890 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


345890 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


345890 Bacteria_16S 


strain E6844 16S 


Firmicutes; Lacto 


345890 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


345890 Bacteria_16S 


strain IEGM 16S r 
Actinobacteria; A 


603627 603659 1 33 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
cales; Desulfurobacteriaceae; Thermovibrio. 

668884 668988 1 103 gi|265678603|ref|NR_028908.1| Arcanobacterium 
ain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Arcanobacterium. 

705041 705073 1 33 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

707865 707897 1 33 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 
bosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 

715561 715657 9 103 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 

ibosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

755935 756030 1 95 gi|265678542|ref|NR_028846.1| Agromyces albus strain 

ibosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

765099 765195 9 103 gi|265678536|ref|NR_028840.1| Mitsuokella 
n M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
tes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

768088 768180 13 103 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
osomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 

Rhizobiales; Hyphomicrobiaceae; Devosia. 

775891 775995 1 103 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
ibosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

777398 777430 1 33 gi| 265678528 |ref |NR_028832.1| Gordonia 
train HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
donia. 

789644 789676 1 33 gi| 265678519 |ref|NR_028823.1| Gordonia sinesedis 
bosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

794220 794316 9 103 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
lphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

802002 802098 9 103 gi|265678511|ref|NR_028814.1| Thermaerobacter 
in C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

855090 855194 1 103 gi|265678475|ref|NR_028778.1| Propionibacterium 
train M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionibacterium. 

883866 883970 1 103 gi|265678455|ref|NR_028757.1| Desulfacinum 
ain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
teria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 

885382 885486 1 103 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
9 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

889929 890032 1 103 gi| 265678451 |ref|NR_028753.1| Actinomadura 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

897569 897673 1 103 gi|265678446|ref|NR_028748.1| Enterococcus avium 
ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

909914 910010 9 103 gi|265678438|ref|NR_028740.1| Clostridium 
in HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

917707 917739 1 33 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
ibosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

919272 919304 1 33 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 


345890 Bacteria_16S 


strain 213E 16S r 
Actinobacteria; A 


ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


918602 920113 Gordonia desulfuricans Bacteria; 
Corynebacterineae; Gordoniaceae; Gordonia. 


345890 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


345890 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


345890 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


345890 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


345890 Bacteria_16S 


strain GP1l 16S r 
Proteobacteria; G 


345890 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


345890 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


345890 Bacteria_16S 


strain SH22623 16 


930024 930120 9 103 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
931576 931672 9 103 gi 


gi 


um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
962588 962692 1 103 gi 


n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
993330 993425 9 103 gi 


OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1013062 1013162 5 103 gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1016054 1016154 5 103 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1017551 10176515 103 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1025272 1025368 9 103 

S ribosomal RNA, partial sequence 


Mo 
gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
345890 Bacteria_16S 1038986 1039018 1 33 gi|265678352|ref|NR_028654.1 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 10398 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
345890 Bacteria_16S 1040495 1040527 1 33 gi|265678351|ref|NR_028653.1 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
345890 Bacteria_16S 1042033 1042065 1 33 gi|265678350|ref|NR_028652.1 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
345890 Bacteria_16S 1043593 1043625 1 33 gi| 265678349 |ref|NR_028651.1 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 10444 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
345890 Bacteria_16S 1045149 1045181 1 33 gi| 265678348 |ref|NR_028650.1 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 10459 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
345890 Bacteria_16S 1052725 1052757 1 33 gi| 265678342 |ref|NR_028644.1 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
345890 Bacteria_16S 1058827 1058923 9 103 gi| 265678338 |ref|NR_028640.1 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 105957 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; D 
345890 Bacteria_16S 1064943 1065038 11 103 gi|265678334|ref|NR_028636.1 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 106570 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Ma 
345890 Bacteria_16S 1076646 1076750 1 103 gi| 265678325 |ref|NR_028627.1 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 10774 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteracea 
345890 Bacteria_16S 1087234 1087338 1 103 gi|265678318|ref|NR_028620.1 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 
Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 1100768 1100864 9 103 gi|265678309|ref|NR_028611.1 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 11015 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 1102261 1102365 1 103 gi| 265678308 |ref|NR_028610.1 
strain 14 16S ribosomal RNA, partial sequence 1101592 11031 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
345890 Bacteria_16S 1117553 11176571 103 gi| 265678297 |ref|NR_028598.1 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus 
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345890 Bacteria_16S 1365509 1365601 13 103 gi|228719040|ref|NR_027578.1| Nitrobacter 
hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

345890 Bacteria_16S 1379309 1379413 1 103 gi|228717469|ref|NR_027563.1| Oceanibulbus indolifex 
HEL-45 16S ribosomal RNA, partial sequence 1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanibulbus. 

345890 Bacteria_16S 1380745 1380837 13 103 gi|228717274|ref|NR_027561.1| Methylocella 
silvestris strain BL2 16S ribosomal RNA, partial sequence 1380115 1381523 Methylocella silvestris BL2 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

345890 Bacteria_16S 1383789 1383885 9 103 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

345890 Bacteria_16S 1401762 1401866 1 103 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

345890 Bacteria_16S 1435262 1435366 1 103 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

345890 Bacteria_16S 1441478 1441582 1 103 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

345890 Bacteria_16S 1465603 1465707 1 103 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

345890 Bacteria_16S 1485347 1485443 9 103 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

345890 Bacteria_16S 1489946 1490050 1 103 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

345890 Bacteria_16S 1491429 1491525 9 103 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 1492919 1493011 13 103 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

345890 Bacteria_16S 1503329 1503425 9 103 gi|219846475|ref|NR_026067.1| Rhizobium tropici 
strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
345890 Bacteria_16S 1510963 1511067 1 103 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

345890 Bacteria_16S 1519824 1519920 9 103 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

345890 Bacteria_16S 1521312 15213441 33 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

345890 Bacteria_16S 1528978 1529010 1 33 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

345890 Bacteria_16S 1562268 1562324 48 103 gi| 219846143 |ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

345890 Bacteria_16S 1587974 1588078 1 103 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

345890 Bacteria_16S 1609493 1609597 1 103 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

345890 Bacteria_16S 1629059 1629151 13 103 gi|219878457|ref|NR_025596.1| Methylocella tundrae 
strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
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345890 Bacteria_16S 1764773 1764877 1 103 gi|219878361|ref|NR_025500.1| Streptococcus 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

345890 Bacteria_16S 1805573 1805677 1 103 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

345890 Bacteria_16S 1810163 1810195 1 33 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
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train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


a; Actinobacteria; Actinobacteridae; Act 


acteria; Proteobacteria; Alphaproteoba 


acteria; Alphaproteobacteria; Rhizobia 
345890 Bacteria_16S 
1926697 19282 


1958616 19601 


anthomonad 
219878299 
sequence 
dae; Actin 


219878297 
sequence 
inomycet 


219878289 
equence 
cteria; Rh 
219878285 
sequence 
Actinomyce 


219878283 
1 sequence 
; Actinomy 
219878272 
e 18889 
les; Phyll 
219878243 


anthomonad 
219878222 


ococcineae 
219878209 
19783 
acterales; 
219878181 
20212 
terales; C 


aceae; Fulvimona 
ref |NR_025438.1 

1852181 185367 
omycetales; Stre 


ref |NR_025436.1 
1855266 185659 
ales; Corynebact 
ref |NR_025428.1 
1867493 186885 
izobiales; Beije 


ref|NR_025424.1 
1873541 187493 
tales; Micrococc 


ref|NR_025422.1 
1876505 187800 
cetales; Strepto 


ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025382.1 


aceae; Ignatzsch 
ref|NR_025361.1 
16 Arthrobacter 
; Micrococcaceae 
ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 


219878180 


95 Fulvimonas soli Bacteria; 


Ss. 

Thermobifida 
5 Thermobifida 
ptosporangineae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Mesorhizobium 

izobium chacoense 
esorhizobium. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 
Desulfobacterium 
obacterium anilini 

eae; Desulfobacterium. 
Caulobacter fusiformis 
acter fusiformis 


Caulobacter. 


ref |NR_025319.1 


Caulobacter henricii 


2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 


345890 Bacteria_16S 
hesperidum strain 
Bacteria; 
345890 Bacteria_16S 
strain IBS 506 16 


2032341 2032445 1 


2075389 2075485 9 


103 


FR-11 16S ribosomal RNA, partial sequence 20 
Firmicutes; Bacillales; Alicyclobacillaceae; 


103 


S ribosomal RNA, partial sequence 


gi|219878174 


gi|219878139 
2074760 20 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


345890 Bacteria_16S 
strain IBS 382 16 


2084642 2084738 9 


103 


S ribosomal RNA, partial sequence 


gi|219878133 
2084014 20 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


345890 Bacteria_16S 
aquiterrae strain 


Nocardioides. 
345890 Bacteria_16S 


illinoisensis strain MVAB Hexl 
illinoisensis Bacteria; 


Alkanindiges. 
345890 Bacteria_16S 


strain YIM 90003 16S rib 
Actinobacteria; Actinoba 


Streptomonospora. 
345890 Bacteria_16S 


strain F829 16S ribosoma 
Actinobacteria; Actinoba 


345890 Bacteria_16S 
strain KMM 3582 1 
Proteobacteria; 
345890 Bacteria_16S 


2099797 2099829 1 


2107405 2107505 5 


Proteobacteria; 


2157321 2157353 1 


2161795 2161827 1 


2189236 21893365 


2220989 2221081 13 


33 


GW-9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


103 


16S ribosomal RNA, 
Gammaproteobacteria; 


33 


33 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterin 


103 


103 


strain 7d 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


345890 Bacteria_16S 


aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
345890 Bacteria_16S 


2222398 2222490 13 


2225452 2225556 1 


103 


219878122 
20 


gi 


gi| 219878115 


complete sequence 2106707 210823 
Pseudomonadales; 


gi| 219857630 


osomal RNA, partial sequence 2156657 21581 
cteridae; Actinomycetales; 


316 


762 


854 


991 


ref |NR_025313.1 


ref|NR_025278.1 


Bartonella. 
ref|NR_025272.1 


Bartonella. 
ref|NR_025261.1 


ref|NR_025254.1 


ref|NR_025219.1 


81 2033165 Alicyc 
Alicyclobacillus. 


Alicyclobacillus 
lobacillus hesperidum 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nocardioides 


38 2100621 Nocardioides aquiterrae 
Propionibacterineae; 


Nocardioidaceae; 


Alkanindiges 
9 Alkanindiges 


Moraxellaceae; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


Streptosporangineae; Nocardiopsaceae; 


gi| 219857627 


2161153 21625 


gi| 219857606 


6S ribosomal RNA, partial sequence 2188558 21900 
Gammaproteobacteria; Alteromonadales; 


gi|219857585 
2220358 22217 


219857584 
22217 


gi 


daejeonensis strain AM141 16S ribosomal RNA, partial sequence 


daejeonensis Bacteria; 
345890 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


345890 Bacteria_16S 
strain CCBAU 7104 
Bacteria; 
Rhizobium. 
345890 Bacteria_16S 


Firmicutes; 
2233093 22331251 


2245202 2245298 9 


2252891 2252923 1 


Bacillales; 


Xanth 

103 gi| 219857582 
Paenibacillaceae; 
33 gi|219857577 


103 


2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


33 


strain KS9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


345890 Bacteria_16S 
strain ATCC 29178 
Firmicutes; 
345890 Bacteria_16S 
strain LRC 5382 1 
Firmicutes; 
345890 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; 
345890 Bacteria_16S 


Lactobacillales; 


2259046 2259150 1 


2289675 2289771 9 


2294194 2294298 1 


2295658 2295754 9 


103 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


103 


103 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


103 


strain 91-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


345890 Bacteria_16S 
strain IBS 193 16 


2297124 22972209 


103 


S ribosomal RNA, partial sequence 


22324 


219857569 
22445 


gi 


gi| 219857564 
2252243 22536 
Streptosporang 
gi| 219857560 
22583 


Streptococcus. 


gi| 219857539 


6S ribosomal RNA, partial sequence 2288984 22904 
Clostridia; Clostridiales; Lachnospiraceae; 


Lachnobac 
gi| 219857535 
2293525 22949 

Shewanellac 
gi| 219857533 
2295034 22964 


gi| 219857532 
2296489 22979 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


345890 Bacteria_16S 


34632 16S ribosomal RNA, partial sequence 


2301561 2301653 13 


103 


gi| 219857529 


2300928 2302353 Afipi 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


345890 Bacteria_16S 


2336399 2336495 9 


103 


gi|219857504 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 


thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseinatronobacter. 
345890 Bacteria_16S 


2349956 2350048 13 


103 


Rhodob 


gi|219857494 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 23493 


Bacteria; 
345890 Bacteria_16S 


strain ATCC 49929 16S ribosomal RNA, partial sequence 


2357615 2357647 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


33 


Hypho 


Shewanellac 


Rhizo 


microbiaceae; 


ref|NR_025216.1 
eae; 
ref|NR_025195.1 
eae; Shewanella. 
ref|NR_025173.1 
41 Xanthobacter 


eae; 
ref|NR_025157.1 
biaceae; 


ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025148.1 
45 2259880 Strept 


ref|NR_025127.1 


terium. 
ref |NR_025123.1 


Shewanella. 
NR_025121.1 


eae; 
ref 


Bartonella. 
ref|NR_025120.1 


Bartonella. 
ref|NR_025117.1 
a birgiae Bacter 


ref|/NR_025092.1 
2335756 233710 
acterales; Rhodo 


ref|NR_025082.1 
35 2350745 Hyphom 
Hy 


gi|219857489 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Xanthobacter viscosus 


viscosus Bacteria; 


ae; Xanthobacter. 

ref|NR_025172.1] Xanthobacter 

92 2223169 Xanthobacter aminoxidans 

obacteraceae; Xanthobacter. 

ref|NR_025170.1| Paenibacillus 
2224766 2226278 Paenibacillus 

Paenibacillus. 

ref|NR_025165.1| Gordonia namibiensis 


22 2233905 Gordonia namibiensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Rhizobium indigoferae 


78 2245989 Rhizobium indigoferae 
Rhizobium/Agrobacterium group; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Streptococcus iniae 
ococcus iniae Bacteria; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 


ref|NR_025077.1 


Propioniferax innocua 


2356968 2358432 Propioniferax innocua 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Propioniferax. 


345890 Bacteria_16S 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 
345890 Bacteria_16S 


australiense stra 
australiense Bact 
Propionibacteriac 


strain IMMIB D-15 


strain IBS 325 16 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


345890 Bacteria_16S 
in JW/MS-VS5 16S ribosomal RNA, partia 
Clostridia; 


viterbiensis stra 
viterbiensis Bact 


2359130 2359162 1 


2383389 23834211 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
345890 Bacteria_16S 


2395554 2395650 9 


33 


33 


103 


S ribosomal RNA, partial sequence 


2401579 24016111 


n HA-9T 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 


Nocardiopsis. 
2406188 2406284 9 


eria; Firmicutes; 


345890 Bacteria_16S 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


345890 Bacteria_16S 


strain AS4.1521 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
345890 Bacteria_16S 
ain Z-0021 16S ribosomal RNA, 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


345890 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


dichotomicum stra 
dichotomicum Bact 


345890 Bacteria_16S 
ATCC 700640 16S ribosomal RNA, partial 


orisratti strain 
orisratti Bacteri 


345890 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


johannae strain C 
johannae Bacteria 


Gluconacetobacter. 


2409261 2409293 1 


2438166 2438198 1 


33 


219857488 
ia 


’ 


gi 


gi|219857471 
ne. 


gi|219857463 


2394935 23963 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
345890 Bacteria_16S 


nellaceae; 
219857459 
nce 


gi 


6S ribosomal RNA, partial sequence 2437523 24389 


2439681 2439785 1 
teria; Proteobacteria; 


2450380 2450476 9 


16S ribosomal RNA, partial sequence 2449732 24511 


lales; Thermoactinomycetaceae; Laceyel 
345890 Bacteria_16S 
in KCTC 3667 16S ribosomal RNA, partia 


2453453 2453549 9 


Firmicutes; 
2495596 2495700 1 


eria; 


Firmicutes; 
2500037 2500141 1 


a; 


Bacillales; 


Lactobacillales; 


1 sequen 
Actinomyceta 


23827 
bacterin 


ref|NR_025076.1 
ce 2358483 235995 
les; Propion 


ref|NR_025059.1 


Nocardiacea 
NR_025051.1 


eae; 
ref 


Bartonella. 
ref |NR_025047.1 
2400924 240237 


52 2384208 Nocard 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 

Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Nocardiopsis 
2 Nocardiopsis 


Actinomycetales; Streptosporangineae; 
103 gi|219857456|ref|NR_025044.1| Caloramator 
1 sequence 2405537 2407016 Caloramator 
Clostridiales; Clostridiaceae; Caloramator. 
33 gi|219857454|ref|NR_025042.1| Streptomonospora 
nce 2408577 2410105 Streptomonospora salina 
ales; Streptosporangineae; Nocardiopsaceae; 
33 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 
103 gi|219857428|ref|NR_025016.1| Methylobacter 
complete sequence 2438995 2440521 Methylobacter 
Gammaproteobacteria; Methylococcales; Methylococcaceae; 
103 gi|219857419|ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 
la. 
103 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
1 sequence 2452794 2454268 Thermoflavimicrobium 
Thermoactinomycetaceae; Thermoflavimicrobium. 
103 gi|219857386|ref|NR_024974.1| Streptococcus 
sequence 2494920 2496256 Streptococcus 
Streptococcaceae; Streptococcus. 
103 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 


ibosomal RNA, partial sequence 


etaproteobacteria; Rhodocyclales; Rhodoc 
345890 Bacteria_16S 
FN-Cf£55 16S ribosomal RNA, partial seque 
Proteobacteria; Alphaproteobacteria; 


2509202 2509294 13 


’ 


345890 Bacteria_16S 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Nocardiopsis. 


345890 Bacteria_16S 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
345890 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


345890 Bacteria_16S 


strain C-29 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
345890 Bacteria_16S 


strain AN1 16S ri 


methoxybenzovoran 
methoxybenzovoran 


345890 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 


2510740 2510772 1 


2512247 2512279 1 


2530412 2530504 13 


103 


33 


2499368 25008 


219857371 
nce 


gi 


219857370 
25100 


gi 


16S ribosomal RNA, partial sequence 2529733 25312 


ridia; Clostridiales; 


2549561 2549657 9 


ibosomal RNA, partial sequence 


2567963 2568055 13 


2572547 2572643 9 


s strain SR3 16S ribosomal RNA, partia 


s Bacteria; Firmicutes; 
2577236 2577340 1 


somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


2578665 2578769 1 


2587943 2587975 1 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
345890 Bacteria_16S 


ales; Streptosporangineae; 

33 gi|219857369|ref|NR_024957.1 

2511592 2513043 Nocard 

Streptosporangineae; Nocardiop 

103 gi| 219857357 |ref|NR_024945.1 

Clostridiaceae; Clostridium. 
103 gi|219857344|ref|NR_024932.1 
2548929 25503 

nellaceae; Bartonella. 

103 gi| 219857289 |ref|NR_024920.1 

2567339 25687 

rhizobiaceae; Nitrobacter. 

103 gi| 219857286 |ref|NR_024917.1 

1 sequence 2571864 257337 

Clostridia; Clostridiales; Clostridiacea 

103 gi| 219857283 |ref|NR_024914.1 

lomonas iranensi 

ococcineae; Cellulomonadac 

103 gi|219857282|ref|NR_024913.1 

lomonas persica 

ococcineae; Cellulomonadac 

33 gi|219857276|ref|NR_024907.1 


spumicola strain Ben 107 16S ribosomal RNA, partial sequence 


yclaceae 


Rhodospir 


; Azoarcus. 
ref|NR_024959.1 

2508571 251001 
illales; Acetoba 


ref |NR_024958.1 
68 2511541 Nocard 


57 Azoarcus toluclasticus Bacteria; 


Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 

iopsis tropica Bacteria; 

saceae; Nocardiopsis. 
Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Clostridium 
7 Clostridium 
e; Clostridium. 
Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 


2587275 258874 


Friedmanniella 
9 Friedmanniella 


spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; Friedmanniella. 

345890 Bacteria_16S 2589492 2589596 1 103 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

345890 Bacteria_16S 2592645 2592749 1 103 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

345890 Bacteria_16S 2643308 2643412 1 103 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

345890 Bacteria_16S 2656839 2656871 1 33 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

345890 Bacteria_16S 2658364 2658396 1 33 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

345890 Bacteria_16S 2659885 2659989 1 103 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

345890 Bacteria_16S 2664222 2664326 1 103 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

345890 Bacteria_16S 2665784 2665888 1 103 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

345890 Bacteria_16S 2677845 2677877 1 33 gi|219857204|ref|NR_024832.1| Nocardia takedensis 


strain MS1-3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


345890 Bacteria_ 
strain IFM 10088 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


345890 Bacteria_ 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 
345890 Bacteria_16S 


ribosomal RNA, partial sequence 


16S 2688344 2688376 1 33 gi 
16S ribosomal RNA, partial sequence 26 


16S 2719817 2719849 1 33 gi 


ardia. 


2722860 2722964 1 103 gi 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; 


strain AM31D 16S 
Firmicutes; 


strain SM2-1 16S 
Proteobacteria; 


Shewanella. 


345890 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


345890 Bacteria_16S 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


345890 Bacteria_16S 
ain JCM 11223 16S ribosomal RNA, parti 
Clostri 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


345890 Bacteria_16S 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
345890 Bacteria_16S 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 


Firmicu 
345890 Bacteria_16S 


Bacil 
345890 Bacteria_16S 


G 


tes; Bacillales; Alicyclobacillaceae; 
2725950 2726054 1 103 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2733572 2733672 5 103 
ribosomal RNA, partial sequence 


gi 
27 


2735062 2735162 5 103 gi 


eria; Proteobacteria; 


2736552 2736652 5 103 gi 


cteria; Proteobacteria; 


2739472 2739576 2 104 gi 


tes; Clostridia; 


2746790 2746822 1 33 gi 


dococcus. 


2757260 2757356 9 103 gi 


teria; Firmicutes; Clostridia; 


2834119 28341511 33 gi 
1 16S ribosomal RNA, partial sequence 


2851008 2851104 9 103 gi 


rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 


2725265 27 


ammaproteobacteria; Alteromonadales; S 
345890 Bacteria_16S 
schlegeliana stra 
schlegeliana Bact 
345890 Bacteria_16S 
marinintestina st 
marinintestina Ba 


in HRKA1 16S ribosomal RNA, partial se 
Gammaproteobacte 


rain IK-1 16S ribosomal RNA, partial s 


Gammaproteobac 


Na82 16S ribosomal RNA, partial sequen 
Thermoanaerobacterale 


2677198 26786 
bacterin 


ne 
219857197 
87699 26 
nebacte 
219857175 
al sequ 
ae; Act 


’ 


219857173 
27 
Alicycl 
219857170 


219857165 
32909 27 
hewanel 
219857164 
quence 

ria; Al 
219857163 
equence 
teria; 


219857161 
ce 27 
s; Ther 
219857156 
equence 
e; Acti 


219857148 
al 
diales; 
219856901 

28334 
ne 
219856890 


891 
rin 


enc 
inomyce 
221 
oba 


267 


343 
lac 


ter 


Alt 


388 
mod 


nomycet 


sequenc 
cl 


bacterin 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_024803.1 
e 2719156 272065 
tales; Coryn 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref |NR_024798.1 


ref|NR_024793.1 
eae; Shewanella 
ref|NR_024792.1 

2734399 273583 
omonadales; Shew 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref |NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref|NR_024784.1 

2746146 274749 
ales; Coryne 


ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
4 Nocardia 
ebacterineae; 


Alicyclobacillus 
lobacillus pomorum 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
anellaceae; 
Shewanella 
8 Shewanella 
ewanellaceae; 


Thermodesulfobium 


hermodesulfobium. 
Rhodococcus 
3 Rhodococcus 
bacterineae; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 


ref |NR_024709.1 
2850317 285183 


Pseudomonas 
5 Pseudomonas 


hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 


Shewanella. 


desulfobium narugense 


Incertae Sedis; 


345890 Bacteria_16S 2860299 2860391 13 103 gi 


carboxydohydrogena strain DSM 1083 16S ribosomal RNA, p 
carboxydohydrogena Bacteria; Proteobacteria; Alphaprote 


345890 Bacteria_16S 2904830 2904926 9 103 


gi 


marianensis strain 7p75a 16S ribosomal RNA, partial seq 
Clostridi 


marianensis Bacteria; 
Thermaerobacter. 

345890 Bacteria_16S 2906332 2906364 1 33 gi 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


345890 Bacteria_16S 2954825 2954857 1 33 gi 


219856884 
ar 
obacteria; 

219856853 
uence 
ales; Clos 
219856852 
29056 
ne 

219856820 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 29556 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


2962368 2962472 1 103 
strain 176 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
345890 Bacteria_16S 2963917 2964021 1 103 gi 
strain STR Tl 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
345890 Bacteria_16S 2969989 2970021 1 33 gi 
antarctica strain AA-1042 16S ribosomal RNA, partial se 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioidaceae; Friedmanniella. 
345890 Bacteria_16S 2985281 2985313 1 
strain 10.268-1 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
345890 Bacteria_16S 3005159 3005251 13 103 gi 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
345890 Bacteria_16S 3011049 3011081 1 33 gi 
multiseptatus strain AA826 16S ribosomal RNA, partial s 
multiseptatus Bacteria; Actinobacteria; Actinobacterida 
Geodermatophilaceae; Modestobacter. 
345890 Bacteria_16S 3012607 3012639 1 
aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 
345890 Bacteria_16S 
polyisoprenivoran 


345890 Bacteria_16S gi 


33 gi 


33 gi 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3023189 30232211 33 gi 
s strain Kd2 16S ribosomal RNA, partia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobact 
Gordoniaceae; Gordonia. 

345890 Bacteria_16S 3024720 3024824 1 103 gi 
raffinosus strain 1789-79 16S ribosomal RNA, partial se 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enter 
345890 Bacteria_16S 3032310 3032406 9 103 gi 
strain 7 16S ribo 
Clostridia; Clostridiales; Clostridiaceae; 
345890 Bacteria_16S 3039917 3039949 1 
strain HKI 0136 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
345890 Bacteria_16S 3058265 3058369 1 103 gi 
amylolytica strain DSM 2873 16S ribosomal RNA, partial 
amylolytica Bacteria; Proteobacteria; Gammaproteobacter 
Succinimonas. 
345890 Bacteria_16S 
strain S369-98-1 
Firmicutes; Lactobacillales; 
345890 Bacteria_16S 3071652 3071744 13 
strain K 16S ribo 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
345890 Bacteria_16S 3097340 3097444 1 103 gi 
confusum strain DMMZ 2439 16S ribosomal RNA, partial se 
confusum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Corynebacteriaceae; Corynebacterium. 

345890 Bacteria_16S 3112190 31122941 103 gi 
halotolerans DSM 11383 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
345890 Bacteria_16S 3113728 3113832 1 103 gi 
strain DSM 12081 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
345890 Bacteria_16S 3125862 3125954 13 103 gi 
methylovorum strain DSM 5458 16S ribosomal RNA, partial 


Clostridium. 
33 gi 


3064342 3064446 1 103 gi 


Streptococcaceae; Streptoc 
103 gi 


n BC361 16S ribosomal RNA, partial seq 


ne 
219856815 


2961676 29631 


occus. 
219856814 


2963222 29647 


occus. 
219846944 
quence 
Actinomyce 


219846933 


6S ribosomal RNA, partial sequence 2984634 29861 


nebacterin 
219846920 
30045 
locystacea 
219846916 
equence 
e; 


219846915 
uence 
Actinomyc 


219846908 
1 sequence 
eridae; Ac 


219846907 
quence 
ococcaceae 
219846901 


somal RNA, partial sequence 3031628 3033115 Clost 


219846896 


6S ribosomal RNA, partial sequence 3039256 30407 


nebacterin 
219846883 
sequence 

ia; Aeromo 


, 


219846879 


16S ribosomal RNA, partial sequence 3063651 30650 


occus. 
219846874 


somal RNA, partial sequence 3071024 3072416 Methy 


rinckiacea 
219846857 
quence 

tinomyceta 


219846847 
nce 31115 
acterales; 
219846846 
31130 
ocyclaceae 
219846838 
sequence 


tial seq 


bacterin 


bacterin 


Actinomycet 


ref 
uenc 


NR_024703.1 
e 285967 
Rhizobiales; Br 
ref |NR_024672.1 

2904128 290561 
tridiales Family 


ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref |NR_024639.1 


eae; Gordoniace 
ref |NR_024634.1 
71 Streptococcus 


ref|NR_024633.1 
20 Streptococcus 


NR_026536.1 
2969338 297081 
tales; Propionib 
ref|NR_026525.1 
eae; Nocardiacea 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref|NR_026508.1 

3010413 301189 
ales; Franki 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


ref|NR_026500.1 
3022528 302398 
tinomycetales; C 


ref |NR_026499.1 

3024035 302545 
; Enterococcus. 
ref |NR_026493.1 
ridium indolis B 
ref|NR_026488.1 
eae; Gordoniacea 
ref|NR_026475.1 

3057592 305905 
nadales; Succini 


ref|NR_026471.1 
27 Streptococcus 


ref|NR_026466.1 
locella palustri 
e; Methylocella. 
ref|NR_026449.1 
3096668 309807 
les; Corynebacte 


ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
a 


e; Gordonia. 
Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Friedmanniella 
0 Friedmanniella 


acterineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Methylosinus sporium 
osinus sporium Bacteria; 


Modestobacter 
4 Modestobacter 
neae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Gordonia 
4 Gordonia 


orynebacterineae; 


Enterococcus 
9 Enterococcus 


Clostridium indolis 
acteria; Firmicutes; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 

Succinimonas 
3 Succinimonas 
vibrionaceae; 
Streptococcus ovis 
ovis Bacteria; 


Methylocella palustris 
s Bacteria; 


Corynebacterium 
1 Corynebacterium 
rineae; 


Desulfobacter 

obacter halotolerans 
eae; Desulfobacter. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


ref|NR_026430.1 
3125234 312665 


Hyphomicrobium 
3 Hyphomicrobium 


methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 

345890 Bacteria_16S 3127331 3127423 13 103 gi| 219846837 |ref|NR_026429.1| Hyphomicrobium 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3126704 3128141 Hyphomicrobium 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
345890 Bacteria_16S 3128819 3128911 13 103 gi|219846836|ref|NR_026428.1| Hyphomicrobium 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

345890 Bacteria_16S 3143781 3143885 1 103 gi|219846826|ref|NR_026418.1| Sulfitobacter 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 
345890 Bacteria_16S 3157637 3157733 9 103 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

345890 Bacteria_16S 3162116 3162212 9 103 gi|219846814|ref|NR_026406.1| Antarctobacter 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Antarctobacter. 

345890 Bacteria_16S 3180265 3180369 1 103 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

345890 Bacteria_16S 3206180 3206284 1 103 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

345890 Bacteria_16S 3216754 3216858 1 103 gi| 219846776 |ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

345890 Bacteria_16S 3230321 3230417 9 103 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus ivorii Bacteria; 


Firmicutes; Clostridia; 
345890 Bacteria_16S 
strain TagT2C 16S 


Clostridiales; 
3239589 3239681 13 


345890 Bacteria_16S 
ATCC19120 16S rib 
Bacillales; Listeriaceae; Listeria. 
345890 Bacteria_16S 3256026 3256058 1 
lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; Nocardiopsis. 

345890 Bacteria_16S 3257539 32575711 
strain DSM 40297 


3245667 32457711 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


103 


osomal RNA, partial sequence 


33 


33 


Actinobacteria; Actinobacteridae; Actinomycetales; 


345890 Bacteria_16S 3259051 3259083 1 


strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 32598 


33 


Actinobacteria; Actinobacteridae; Actinomycetales; 


345890 Bacteria_16S 
dassonvillei subsp. 
Nocardiopsis dassonvillei subsp. 
Actinomycetales; 
345890 Bacteria_16S 
australicum strai 
australicum Bacte 
345890 Bacteria_16S 
ruminis strain DS 
Bacteria; Firmicutes; 
345890 Bacteria_16S 
hydrogenotrophica 
hydrogenotrophica Bacteria; 
345890 Bacteria_16S 
strain B 16S ribo 
Clostridia; Clostridiales; Blautia. 
345890 Bacteria_16S 3307778 3307870 13 
autotrophicus str 
Bacteria; Proteob 
345890 Bacteria_16S 
strain 301 16S ri 


3260561 3260593 1 


3263572 3263664 13 


3297034 3297130 9 


Clostridia; 
3298559 3298655 9 


Firmicutes; 
3301601 3301697 9 


3309240 3309332 13 


345890 Bacteria_16S 3321326 3321358 1 


33 


Clostridiales Fa 


gi 
32 


gi 
32 


gi 


n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 3256883 32583 
Stre 


gi 


Stre 


gi 


albirubida strain DSM 40465 16S rib 


mily XI. I 
219846761 
38968 32403 
obacterace 
219846757 
44997 32464 


ae; 


219846750 
sequence 
Actinomyc 


219846749 


ptosporang 
219846748 


ptosporang 
219846747 
osomal RNA, 


ncer 
ref 
79 Xanthobacter 


ref 
22 Listeria grayi Bacteria; Firmicutes; 


ref 
3255372 32568 
etal 


ref 
45 Nocardiopsis 
inea 
ref 
56 Nocardiopsis 
inea 
ref 
pa 


tae Sedis; P 
NR_026353.1 


Xanthobacter 
NR_026349.1 


NR_026342.1 
3 
s 


es; Strepto 


NR_026341.1 


e; Nocardiop 
NR_026340.1 


e; Nocardiop 
NR_026339.1 
rtial sequen 


eptoniphilus. 
Xanthobacter tagetidis 


tagetidis Bacteria; 


Listeria grayi strain 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


103 


103 


103 


Clostridia; 


103 


103 


103 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


33 


Streptosporangineae; Nocardiopsaceae; 


gi 


n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


gi 


M 9787 16S ribosomal RNA, partial sequ 


Clostridiales; Lachno 


gi 


strain S5a36 16S ribosomal RNA, parti 
Clo 


gi 


somal RNA, partial sequence 3300930 3302411 Blaut 


gi 


ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


gi 


3308619 33100 


gi 


Nocardiopsis. 
219846745 
al sequenc 
ia; Rhizob 
219846723 
ence 32963 
spiraceae; 
219846722 
al sequenc 
stridiales 
219846720 


v 


219846716 
ence 33071 
les; Xanth 
219846715 


obacterace 
219846705 


ae; 


ref = 
e@ 3262929 32643 
iale 
ref 
73 3297834 Pseud 
Pse 
ref 
e 3297885 32993 
Bl 
ref 
ias 


ref 
57 3308568 Xanth 
obac 
ref 
30 Xanthobacter 


ref 


NR_026337.1 
8 
S; Hyphomicr 
NR_026315.1 
° 
udobutyrivib 
NR_026314.1 
4 
autia. 
NR_026312.1 
chinkii Bact 


NR_026308.1 
° 
teraceae; Xa 
NR_026307.1 


Xanthobacter 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 

2 Blautia 


Blautia schinkii 
eria; Firmicutes; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


NR_026297.1 


Gordonia hirsuta 


strain DSM 44140 16S ribosomal RNA, partial sequence 3320684 3322144 Gordonia hirsuta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


345890 Bacteria_16S 
longisporum strai 
longisporum Bacte 


Streptosporangiac 


345890 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


345890 Bacteria_16S 


album strain DSM 
Bacteria; Actinob 


Streptosporangium. 
345890 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


345890 Bacteria_16S 
citrea strain DSM 


Bacteria; Actinob 
Promicromonospora 


345890 Bacteria_16S 
16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


strain DSM 43852 


strain ATCC 33048 
Bacteria; Firmicu 


345890 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


345890 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; 


DSM 2403 16S ribo 
Proteobacteria; 


strain DSM 20032 


strain DSM 4954 1 


acetireducens str 
acetireducens Bac 


345890 Bacteria_16S 


strain DSM 3133 1 


strain DSM 43045 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
345890 Bacteria_16S 3513415 3513519 1 103 gi| 219846567 |ref|NR_026159.1 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
345890 Bacteria_16S 3514939 3515043 1 103 gi| 219846566 |ref|NR_026158.1 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
345890 Bacteria_16S 3525590 3525682 13 103 gi| 219846559 |ref|NR_026151.1 


G 
345890 Bacteria_16S 


G 
345890 Bacteria_16S 


oc 
3411161 3411253 13 103 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3415604 3415708 1 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ne 


al 


3428971 34290715 103 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3438982 3439082 5 103 gi 


he 


ammaproteobacteria; Pseudomonadales; M 
3454332 3454436 1 103 gi 


or 


oc 


3475628 3475660 1 33 gi 
ne 
3483111 3483203 13 103 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


3487783 3487887 1 103 gi 


al 
di 


oc 


3504279 3504383 1 103 gi 


3367142 33671741 33 gi|219846672|ref|NR_026264.1 
n DSM 43180 16S ribosomal RNA, partial sequence 3366504 336795 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
eae; Streptosporangium. 

3370138 3370170 1 33 gi|219846670|ref|NR_026262.1 
M 44125 16S ribosomal RNA, partial sequence 3369499 337094 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptospora 
eae; Streptosporangium. 

3371637 3371669 1 33 gi|219846669|ref|NR_026261.1 
43023 16S ribosomal RNA, partial sequence 3370999 3372445 Strept 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

3380799 3380831 1 33 gi|219846662|ref|NR_026254.1 
16S ribosomal RNA, complete sequence 3380149 3381618 Gordon 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; G 

3395835 3395939 1 103 gi|219846648|ref|NR_026240.1 

43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Prom 

3397340 3397444 1 103 gi| 219846647 |ref|NR_026239.1 


34104 
llaceae; 


219846634 


34149 
es; 


219846625 


34282 
wanellac 


219846617 
somal RNA, partial sequence 3438312 3439771 Acine 
axellace 
219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
345890 Bacteria_16S 


bacterin 


219846587 


sequenc 
ales; Cl 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


occineae 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 


strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 35264 


Firmicutes; Clost 


345890 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


345890 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


345890 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


345890 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


345890 Bacteria_16S 


ridia; Clostridiales; Clostridiaceae; Cl 
3534699 3534803 1 103 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 


3537824 3537928 1 103 gi 


eq 
il 


Bacillus. 
103 


lales; Bacillaceae; 
3540965 3541069 1 
6S ribosomal RNA, 
lales; Bacillaceae; 
3544076 3544180 1 
6S ribosomal RNA, 
lales; Bacillaceae; 
3553305 3553397 13 


gi 


Bacillus. 
103 gi 
Bacillus. 
103 


gi 


ostridiu 


219846553 


uence 
laceae; 


219846551 
6S ribosomal RNA, partial sequence 3537139 35386 


219846549 
complete sequence 3540266 35417 


219846547 
complete sequence 3543393 35448 


219846541 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 


occineae 
219846637 


Micr 


occineae; 


; Cellulomonadac 
ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 

ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref |NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref|NR_026199.1 


7 Mi 
ref 


crococcacea 
NR_026184.1 


eae; Nocardiacea 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026176.1 
; Ce 
ref 


1llulomonadac 
NR_026165.1 


mM. 


3 
Baci 
ref|NR_026143.1 
44 Bacillus 


ref|NR_026141.1 
87 Bacillus 


ref|NR_026139.1 
98 Bacillus 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Promicromonospora 
romonospora citrea 
icromonosporaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Dialister pneumosintes 
ter pneumosintes 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Acinetobacter lwoffii 
Bacteria; 
Gs 
Kocuria kristinae 


36 Kocuria kristinae Bacteria; 
e: 


Kocuria. 
Rhodococcus globerulus 


v 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Clostridium 

2 Clostridium 

ostridium. 

Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Clostridium colinum 


07 Clostridium colinum Bacteria; 


Bacillus 
4 Bacillus 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


ref|NR_026133.1 
3552654 355413 


Gluconacetobacter 
4 Gluconacetobacter 


hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 


345890 Bacteria_16S 
thiosulfatophilus 
thiosulfatophilus 


Roseococcus. 


345890 Bacteria_16S 
strain JB13 16S r 
Proteobacteria; G 
345890 Bacteria_16S 
lentocellum strai 


Bacteria; 


Firmicutes; 
345890 Bacteria_16S 

celerecrescens st 
celerecrescens Bacteria; 
345890 Bacteria_16S 
succiniciproducen 
succiniciproducens Bacteria; 


3580453 3580549 9 


3586693 3586793 5 


3597442 3597538 9 


Clostridia; 
3598995 3599091 9 


Firmicutes; 
3633644 3633748 1 


Anaerobiospirillum. 


345890 Bacteria_16S 


strain USDA 1844 


luteofluorescens 
luteofluorescens 


strain IFO 14525 


strain IFO 14345 


strain IFO 14745 


strain UPM-Ca7 16 


3645870 3645966 9 


3665845 3665940 8 


Firmicutes; 


3708110 3708170 48 


3717023 3717119 9 


3729028 3729060 1 


Actinomadura. 
3733402 3733434 1 


Actinomadura. 
3737779 37378111 


3739243 3739347 1 


3748023 3748055 1 


3800777 3800873 9 


Clostridia; 


103 


strain RB-3 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


103 


ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococcaceae; 


103 


103 


rain DSM 5628 16S ribosomal RNA, partial 
Clostridia; 


103 


s strain S411 16S ribosomal RNA, partial 
Proteobacteria; 


gi| 219846522 


gi|219846518 
3585997 35874 


gi|219846509 


n RHM5 16S ribosomal RNA, partial sequence 35967 
Clostridiales; 


Lachnospiraceae; 
gi| 219846508 


gi| 219846483 


Gammaproteobacteria; 


103 


103 


106 


103 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
345890 Bacteria_16S 
strain 04745 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
345890 Bacteria_16S 
atramentaria stra 
atramentaria Bact 
Thermomonosporaceae; 
345890 Bacteria_16S 


33 


33 


33 


103 


33 


103 


S ribosomal RNA, partial sequence 


gi| 219846474 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
345890 Bacteria_16S 
restrictus strain 
restrictus Bacteria; 
345890 Bacteria_16S 
vanneervenii stra 
Bacteria; Verruco 
345890 Bacteria_16S 
strain E-37 16S r 


gi|219846461 


PER-K23 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi|219846431 


in FC2 16S ribosomal RNA, partial sequence 37073 
microbia; Verrucomicrobiae; Verrucomicrobiales; 


gi|219846425 
3716418 37177 


219846415 
sequence 
Acti 


gi 


gi|219846412 


in SF2197 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi|219846409 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 
345890 Bacteria_16S 


gi| 219846408 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 
345890 Bacteria_16S 


Streptosporang 
gi| 219846402 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
345890 Bacteria_16S 


Streptosporang 
gi| 219846362 
3800153 38015 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


345890 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


345890 Bacteria_16S 


strain F9251 16S 


3829839 3829943 1 


Clostridiales; 
3840296 3840328 1 


3893855 3893951 9 


103 


bosomal RNA, partial sequence 
Clostridia; 
345890 Bacteria_16S 


Heliobacteriaceae; 


33 


B15 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


103 


ribosomal RNA, partial sequence 


gi| 219846342 
3829173 38306 
Helioba 
219846335 
38396 
Fran 


gi 


gi| 219846299 
3893217 38946 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


345890 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


strain OP 16S rib 


strain KLB 16S ri 


3912182 3912274 13 


3942158 3942250 13 


3948004 3948096 13 


3950986 3951086 5 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
345890 Bacteria_16S 


103 


103 


103 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
345890 Bacteria_16S 


103 


strain DSS12 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi| 219846286 


ain S58 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 
345890 Bacteria_16S 


Rhiz 
gi|219846264 
3941522 39429 
Acetobacte 
gi|219846260 
3947368 39487 
Acetobacte 
219846258 


gi 


sequence 


sequence 3598328 359982 
Clostridiales; Clostridiaceae; C 


sequence 3633011 363447 


Peptococcaceae; 


Actinomycetales; 


ref|NR_026114.1 
3579840 358126 
Rhodospirillales 


ref|NR_026110.1 
56 Methylomonas 
Methylomo 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026100.1 


ref|NR_026075.1 


Aeromonadales; 


ref|NR_026066.1 


ref|NR_026053.1 
3665143 366662 
Dehal 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref |NR_026016.1 


Sagittula 
ref|NR_026006.1 

3728410 372981 
nomycetales; Str 


ref|NR_026003.1 

3732782 373419 
Strepto 
ref|NR_026000.1 
Streptosp 
ref|NR_025999.1 
ineae; Streptosp 
ref |NR_025993.1 


ineae; Streptosp 
ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025932.1 


cterium. 
ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 
ref|NR_025889.1 
Bartonella. 
ref|NR_025876.1 

3911550 391285 
obiales; Bradyrh 
ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Clostridium 
idium lentocellum 
m. 
Clostridium 
6 Clostridium 
lostridium. 
Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Dehalobacter 

8 Dehalobacter 

obacter. 

Prosthecobacter 

ecobacter vanneervenii 

eae; Prosthecobacter. 

Sagittula stellata 


90 Sagittula stellata Bacteria; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
Streptosporangineae; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 


ref |NR_025848.1 


Shewanella violacea 


3950287 3951792 Shewanella violacea Bacteria; 


Shewanellac 


eae; Shewanella. 


345890 Bacteria_ 


16S 3958442 3958546 1 


laevolacticus strain M-8 16S ribosomal RNA, 


laevolacticus Bacteria; 
345890 Bacteria_ 
strain NZP 2213 1 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


Firmicutes; 


Proteobacteria; 


Proteobacteria; 


Glycomycetaceae; 


345890 Bacteria_ 
strain JC2056 16S 


Nocardioidaceae; 


345890 Bacteria_ 


strain YIM 90010 


Soehngenia. 


345890 Bacteria_ 


strain AS 4.1860 


Firmicutes; 
Mahella. 


345890 Bacteria_16S 
strain PAT 05 16S 
Bacil 
345890 Bacteria_16S 


Firmicutes; 


Clostridia; 
345890 Bacteria_ 
strain SW-120 16S 
G 
345890 Bacteria_ 
strain SW-117 16S 
G 
345890 Bacteria_ 
strain NRRL B-163 
Bacteria; Actinob 
345890 Bacteria_ 
lechevalierae str 
lechevalierae Bac 


Clostridia; 


Firmicutes; 
3967485 3967581 9 
6S ribosomal RNA, 


16S 


16S 3999758 3999854 9 


16S 4002725 4002825 5 


16S 4004273 4004377 1 
Firmicutes; 


16S 4017768 4017868 5 


16S 4025363 4025459 9 


Clostridiales; 


16S 4028438 4028538 5 


16S 4029987 4030087 5 


16S 4031524 4031556 1 


16S 4034628 4034660 1 


Glycomyces. 
16S 4049718 4049750 1 


16S 4051150 4051182 1 


Nocardioides. 
16S 4061620 4061652 1 


16S 4072228 4072324 9 
Firmicutes; 


16S 4075244 40752761 


16S 4076757 4076825 1 


4102470 41025741 


lales; Bacillaceae; 


4108480 4108576 9 


103 


complete sequence 
Bacillales; 


103 


complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
345890 Bacteria_ 
strain 25-4 16S r 
G 
345890 Bacteria_ 
lipolyticum strai 
Proteob 
345890 Bacteria_ 
chungwhensis stra 
chungwhensis Bacteria; 
345890 Bacteria_ 
strain SW-154 16S 
G 
345890 Bacteria_ 
strain HY-35-12 1 


103 


ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


103 


n M37 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibrionales; 


103 


in BH030062 16S ribosomal RNA, partial 
Bacillales; 


103 


ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 


103 


6S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 


103 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


103 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


33 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


33 


ain NRRL B-16149 16S ribosomal RNA, partial sequ 
teria; Actinobacteria; Actinobacteridae; 


33 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 
345890 Bacteria_ 
ganghwensis strai 
ganghwensis Bacte 


33 


n JC2055 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


33 


16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 
345890 Bacteria_ 
saccharolytica st 
saccharolytica Bacteria; 


103 


rain BOR-Y 16S ribosomal RNA, partial 
Clostridia; 


33 


16S ribosomal RNA, partial sequence 4074613 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
345890 Bacteria_ 
strain 50-1 BON 1 


69 


6S ribosomal RNA, partial sequence 4076074 40 
Thermoanaerobacterales; 


103 


ribosomal RNA, partial sequence 
Bacillus. 


103 


strain A828 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
345890 Bacteria_16S 
strain HD9 16S ribosomal 
Actinobacteria; Actinoba 
345890 Bacteria_16S 


4109963 4110067 1 


4111529 4111633 1 


Rhizobiales; 


103 


RNA, partial sequence 
cteridae; Actinomycetales; 


103 


strain DSA1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinoba 
345890 Bacteria_16S 


4166789 4166893 1 


cteridae; Actinomycetales; 


103 


Bacillaceae; 


Clostridiales; 


Thermoanaerobacte 


gi|219846253 


Sporolactobacillaceae; 


gi| 219846247 


gi| 219846225 
3999120 40005 


219846223 
40020 


gi 


219846222 
sequence 


gi 


gi| 219846211 
4017086 40185 


gi| 219846206 


gi|219846204 
4027757 40292 
Shewanellac 
gi| 219846203 
4029306 40308 
Shewanellac 
gi|219846202 
40308 
Glyc 


gi|219846200 


gi|219846187 
4049074 40504 


gi|219846186 


Actinomyc 


219846178 
624 
Streptosporang 

gi| 219846171 
sequence 


gi 


c 


219846169 
760 


gi 


219846168 
776 


gi 


gi|219846151 
4101786 41031 


gi|219846146 
4107869 41092 
Bartonellaceae; 
gi| 219846145 
4109294 41108 
Propionibacter 
gi|219846144 
4110861 41123 


Propionibacterineae; 


Vibrionaceae; 


Pontibacillus. 


Actinomycetales; 


ref |NR_025843.1 
3957761 39592 


ref|NR_025837.1 
15 Mesorhizobium 


ref|NR_025815.1 


ref |NR_025813.1 


NR_025812.1 
2 


NR_025801.1 


ref|NR_025796.1 


ref|NR_025794.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


Shewanella. 
NR_025792.1 


eae; 
ref 


omycineae; 
ref|NR_025790.1 
ence 403395 


ref|NR_025777.1 
53 Nocardioides 
ineae; 
ref|NR_025776.1 

4050504 405187 


ref|NR_025768.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025761.1 

4071551 407304 


ref|NR_025759.1 


Nocardiacea 
NR_025758.1 


eae; 
ref 


rales Family IV. 


ref|NR_025741.1 


ref|NR_025736.1 


Bartonella. 
ref|NR_025735.1 


ineae; Nocardioi 
ref|NR_025734.1 


Nocardioi 


gi|219846102 


delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 


4 
Sporolactobacillus. 


lostridiales Family XI. 


Sporolactobacillus 
4 Sporolactobacillus 

Mesorhizobium loti 
loti Bacteria; 


Mesorhizobium. 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 
Silanimonas. 


Photobacterium 


46 4003543 Photobacterium lipolyticum 
Photobacterium. 


Pontibacillus 
0 Pontibacillus 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 
Clostridium. 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 
Glycomycetaceae; 


Glycomyces. 
Glycomyces 
0 4035456 Glycomyces 


Glycomycineae; 


Nocardioides aestuarii 


aestuarii Bacteria; 
Nocardioidaceae; 


Nocardioides. 
Nocardioides 
7 Nocardioides 


etales; Propionibacterineae; 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Soehngenia 

4 Soehngenia 

Incertae Sedis; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 


NR_025692.1 
166170 416759 


ref 


rs 


Sulfitobacter 
8 Sulfitobacter 


345890 Bacteria_16S 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
345890 Bacteria_16S 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 41798 
Gammaproteobacteria; Alteromonadales; She 
345890 Bacteria_16S 


Proteobacteria; 


4168271 4168375 1 


4179061 41791615 


4216967 4216999 1 


103 


103 


33 


gi 


gi 


gi 


umidischolae strain 66/93 16S ribosomal RNA, partial sequ 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
345890 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 
Bacillaceae; 
345890 Bacteria_16S 


Nocardiopsaceae; 


Bacillales; 


strain 34633 16S 


4221578 4221682 1 


Anaerobacillus. 
4223036 4223128 13 


103 


103 


ribosomal RNA, partial sequence 


v 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 


345890 Bacteria_16S 
marimammalium strain M54/01/1 16S ribosomal RNA, partial 
marimammalium Bacteria; 
345890 Bacteria_16S 


4242605 4242709 1 


Firmicutes; 
15655 15686 L 


103 


Lactobacillales; 


32 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial 


Bacteria; 


Spirochaetes; 
345890 Bacteria_16S 
limnophilus strain Mu 290 16S ribosomal RNA, 


218335 218394 49 


106 


Spirochaetales; Leptospiraceae; L 


219846101 


219846094 


219846063 


219846060 
4220889 4222400 Bacillus 


219846056 
4222451 42238 


ref |NR_025691.1 


ref|NR_025684.1 
wanellaceae; 
ref|NR_025653.1 
ence 
Actinomycetales; 


ref|NR_025650.1 


ref |NR_025646.1 


macyae Bacteria; 


Sulfitobacter dubius 
dubius Bacteria; 


Sulfitobacter. 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 
Shewanella. 


Nocardiopsis 


4216320 4217772 Nocardiopsis 
Streptosporangineae; 


Bacillus macyae strain 
Firmicutes; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


izobiaceae; Afipia. 
gi|219846040|ref|NR_025630.1| Streptococcus 

sequence 4241925 4243424 Streptococcus 
Streptococcaceae; Streptococcus. 
gi|265679053|ref|NR_029361.1| Leptospira interrogans 

sequence 15032 16427 Leptospira interrogans 

eptospira. 
gi| 265678917 |ref|NR_029225.1| Planctomyces 

uence 217606 219133 Planctomyces 


complete seq 


limnophilus Bacteria; Planctomycetes; Planctomycetacia; P 


Planctomyces. 


345890 Bacteria_16S 


303212 303307 1 


95 


strain B-3 16S ribosomal RNA, partial sequence 


caspium Bacteria; 


509600 509695 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacteriaceae; Corynebacterium. 


345890 Bacteria_16S 


VR1 16S ribosomal 


strain W1219 16S 


769639 769690 5 
RNA, partial sequence 


862850 862881 1 


1335377 1335436 49 


95 


56 


32 


ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
345890 Bacteria_16S 


strain SJ95 16S ribosomal RNA, partial sequence 


Thermotogae; 


Thermotogales; 
345890 Bacteria_16S 


1966931 1967029 5 


Thermotogaceae; 


gi 


gi 


gi 


gi 


265678858 
302503 30397 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
345890 Bacteria_16S 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 


265678712 


265678533 
768965 770424 Vibrio ruber Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
345890 Bacteria_16S 265678470 


862181 86365 


lanctomycetales; 


ref|NR_029164.1 


ref |NR_029017.1 


ref |NR_028837.1 


ref |NR_028773.1 


elotrichaceae; Bulleidia. 
106 gi|228721489|ref|NR_027612.1 
1334683 13361 
Petrotoga. 
103 gi| 219878217 |ref|NR_025356.1 


strain BM5 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain Z-7692 16S 
Spirochaetes; 


3315252 3315283 1 


ribosomal RNA, partial sequence 
Spirochaetales; 
345890 Bacteria_16S 


4023869 4023964 1 


Spirochaetaceae; 


Gammaproteobacteria; Chromatiales; Chro 
345890 Bacteria_16S 


32 gi|219846710|ref|NR_026302.1 
3314589 33160 
Spirochaeta. 
95 gi| 219846207 |ref|NR_025797.1 


strain 20-5 16S ribosomal RNA, partial sequence 


Idiomarina. 


345890 Bacteria_16S 


strain R9242 16S 


impatiens strain 
Bacteria; 
Saccharospirillum. 


345890 Bacteria_16S 


366834 366928 11 
Proteobacteria; 


569059 569089 1 


605080 605174 11 


964060 964090 3 


103 


Gammaproteobac 


31 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
345890 Bacteria_16S 
EL-105 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Oceanosp 


103 


33 


strain Y9 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
345890 Bacteria_16S 


strain 0S145 16S 
Proteobacteria; 


1382267 1382361 11 


1547350 1547444 11 


103 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
345890 Bacteria_16S 
strain KMM 227 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Alteromonadales; 


103 


1966261 19677 
matiaceae; 


4023267 40246 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 
fontislapidosi strain F23 16S ribosomal RNA, partial se 
fontislapidosi Bacteria; 


gi 


gi 


gi 


gi 
96345 


gi|22 
13815 


gi|]21 


265678673 
568394 569881 Actinobaculum 
nomycineae; 
265678648 
ence 604420 605869 Saccha 
irillales; 


265678402 


nebacterineae; 


Thiocapsa. 


Microbacteriac 
ref|NR_029115.1 
366150 367594 


ref |NR_028978.1 


Actinomycetace 
ref |NR_028953.1 


Saccharospirill 


ref |NR_028704.1 


508981 510331 
Corynebacterineae; 


Planctomycetaceae; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Corynebacterium 
Corynebacterium 


Vibrio ruber strain 
Proteobacteria; 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 
ococcineae; 
265678810 
quence 

teria; Alteromonadales; Idiomarinaceae; 


eae; Agromyces. 
Idiomarina 
Idiomarina 


Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Saccharospirillum 
rospirillum impatiens 
aceae; 


Nocardia cerradoensis 


7 964882 Nocardia cerradoensis Bacteria; 


Nocardiacea 


8717104|ref|NR_027560.1 


e; Nocardia. 
Idiomarina baltica 


74 1383049 Idiomarina baltica 0S145 Bacteria; 


Idiomarina. 


9857260|ref 


NR_024891.1 


Idiomarina abyssalis 


1546665 1548129 Idiomarina abyssalis Bacteria; 


Idiomarinaceae; 


Idiomarina. 


345890 Bacteria_ 
strain SPR2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
345890 Bacteria_ 
burkinensis strain DSM 6283 16S ribosomal RNA, partial 
burkinensis Bacteria; 
345890 Bacteria_ 


elongatus strain 


elongatus Bacteri 


Microbulbifer. 


345890 Bacteria_ 
salipaludis strain SM-1 16S ribosomal RNA, partial sequ 
Proteobacteria; 


Bacteria; 
345890 Bacteria_ 
strain K9951 16S 
Proteobacteria; 


Gammaproteobacteria; Legionellales; Leg 


16S 1758788 1758818 3 33 


gi 


16S 2049445 2049543 8 104 gi 
Firmicutes; Clostridia; 
16S 2116578 2116672 11 


DSM 6810 16S ribosomal 


103 gi 


16S 2137751 2137845 11 103 gi 


Gammaproteobacteria; Alteromo 
16S 2187716 2187810 11 103 gi 
ribosomal RNA, partial sequence 


1758120 17596 


Clostridiales; 


RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


2187032 21885 


219878366 


219878159 
sequence 


219857657 


219857643 
ence 21370 
nadales; 
219857607 


Veillonellaceae; 


Alteromonadales; 


345890 Bacteria_16S 


2340913 2341007 11 


103 


strain LBB1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


345890 Bacteria_16S 


acidaminophila strain DSM 3853 16S ribosomal RNA, partial 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 


345890 Bacteria_16S 


japonicum strain ATCC 19191 16S ribosomal RNA, partial 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; 


345890 Bacteria_16S 


strain Ekho Lake-172 16S ribosomal RNA, partial sequence 


345890 Bacteria_16S 
strain NCIMB 1493 
Firmicutes; 
345890 Bacteria_16S 


Bacillales; 


2566457 2566555 8 


2932189 2932283 11 


104 


103 


strain PG8 16S ribosomal RNA, partial sequence 


345890 Bacteria_16S 
muriaticus strain 
Bacteria; Firmicutes; 
345890 Bacteria_16S 


amylolyticus Bacteria; 


gi|219857501 
2340265 23417 


219857290 
sequenc 


gi 


219856835 
sequence 


gi 


ref|NR_025505.1 


ref 


NR_025298.1 


ref |NR_025246.1 


is} 


ref |NR_025232.1 


ref |NR_025196.1 


ref|NR_025089.1 


ref|NR_024921.1 
e 2565759 256728 


ref |NR_024654.1 
2931509 293296 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Anaeroarcus 


2048758 2050263 Anaeroarcus 
Anaeroarcus. 


Microbulbifer 


115900 2117390 Microbulbifer 
Alteromonadaceae; 


Microbulbifer 


73 2138564 Microbulbifer salipaludis 
Alteromonadaceae; 


Microbulbifer. 
Legionella busanensis 


07 Legionella busanensis Bacteria; 
ionellaceae; Legionella. 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
Rhodobaca. 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Pseudospirillum 
7 Pseudospirillum 


Oceanospirillales; Pseudospirillum. 
3163579 3163673 11 103 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 
3611160 3611257 8 103 gi|219846498|ref|NR_026090.1| Planococcus citreus 
16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Planococcaceae; Planococcus. 
3790208 3790310 3 103 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
3897022 3897124 3 103 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Lactobacillales; Enterococcaceae; Tetragenococcus. 
3904540 3904642 3 103 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
4010295 4010389 11 103 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 


345890 Bacteria_16S 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; 
345890 Bacteria_16S 
maritimus strain 
Bacteria; 
345890 Bacteria_16S 


amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 
Lactobacillales; 


amylolyticus Bacteria; 
345890 Bacteria_16S 
flavescens strain 


Microbacterium. 
345890 Bacteria_16S 
strain Z-7937 16S 
Firmicutes; 
345890 Bacteria_16S 


arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
345890 Bacteria_16S 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


helvolus Bacteria; 
Pseudoclavibacter. 
345890 Bacteria_16S 


novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 


Mycobacteriaceae; 
345890 Bacteria_16S 


4057107 4057201 11 


29474 29507 1 


Firmicutes; 


32567 32671 L 


91250 91307 49 


Halanaerobiales; 
158520 158624 1 


160039 160143 1 


242794 242898 1 


285060 285164 1 


Gammaproteobacteria; Alteromonadales; Idiomarinac 


103 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


34 


103 


401 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


104 


ribosomal RNA, partial sequence 


Clostridia; Halobacteroidaceae; 


103 


103 


103 


complete sequence 


103 


4009610 40110 


219846182 
40564 


gi 


gi| 265679044 
Lactobacillac 
gi| 265679042 
31915 
Micr 


265679002 
92000 
Natr 
265678957 
sequence 
Actinomyc 


gi 
90540 


gi 
gi| 265678956 
265678900 


gi 


265678870 


Alteromonadaceae 


eae; Idiomarina. 
ref|NR_025772.1 
29 4057918 Microb 

, 


ref |NR_029352.1 

28769 30312 
eae; Lactobacill 
ref|NR_029350.1 

33385 Microb 
ococcineae; Micr 
ref |NR_029310.1 
oniella. 
ref|NR_029265.1 


157869 159336 
etales; Micrococ 


ref |NR_029264.1 
159387 160848 
les; Micrococcin 


ref|NR_029208.1 
242123 243639 
Coryne 


ref|NR_029176.1 


gi 


68 Idiomarina ramblicola Bacteria; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Lactobacillus 
Lactobacillus 

us. 

Microbacterium 
acterium flavescens 
obacteriaceae; 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


Microbacterium 
Microbacterium 
cineae; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Mycobacterium 
Mycobacterium 


bacterineae; 


Desulfobulbus 


rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


Desulfobulbacea 


e; Desulfobulbus. 


345890 Bacteria_16S 


strain DSB MGU 15 


massiliensis stra 
massiliensis Bact 


345890 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


345890 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


345890 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


devriesei strain 
devriesei Bacteri 


345890 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


345890 Bacteria_16S 
n ATCC 27768 16S ribosomal RNA, partia 
Clostridi 


prausnitzii strai 
prausnitzii Bacte 


345890 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


345890 Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


345890 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


345890 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


345890 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


345890 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


345890 Bacteria_16S 


selenitireducens 
selenitireducens 


345890 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


345890 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


345890 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


345890 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


345890 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


345890 Bacteria_16S 
16S ribosomal RNA, partial sequence 1154576 11561 


iheyensis HTE831 
Bacteria; Firmicu 


345890 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


349068 349172 1 103 gi 


392765 392862 8 103 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; 
452932 453029 8 103 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

454531 454628 8 103 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

505040 505137 1 97 
ribosomal RNA, partial sequence 


gi 


gi 


gi 


512637 512670 1 34 gi 
CCUG 47156 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; 
584060 584153 12 103 gi 
in MBT-A4 16S ribosomal RNA, partial s 


594606 594639 1 34 gi 
Firmicutes; Clostridia; 
606624 606721 8 


ria; 


103 gi 


tes; Bacillales; Bacillaceae; 


618953 619057 1 103 gi 


V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


795734 795838 1 103 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
806518 806615 1 97 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

850548 850652 1 103 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
916150 916183 1 34 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
959494 959598 1 103 gi 


gi 


bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1022242 10222751 34 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1023813 1023846 1 34 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1034449 1034546 8 103 gi 
4 16S ribosomal RNA, partial sequence 

tes; Bacillales; Paenibacillaceae; Ane 
1137143 1137247 1 103 
mal RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
1155300 1155397 8 103 


Streptoc 
gi 


gi 


gi 
tes; Bacillales; Bacillaceae; Oceanoba 
1224851 1224884 1 34 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 


345890 Bacteria_16S 


-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


Paenibac 


452220 45376 


453819 45536 


504361 50587 
motogales; Thermotogaceae; Thermosipho 
345890 Bacteria_16S 


Strept 


eria; Proteobacteria; Alphaproteobacte 


-5321 16S ribosomal RNA, partial seque 
Oceanoba 


849874 85135 


strain MLS10 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Baci 
1020689 1020722 1 34 gi 


1136447 1137959 Leifs 


265678825 
34841 
ococcineae 
265678793 
sequence 
illaceae; 
265678752 


265678751 


265678715 


265678710 
sequence 
ococcaceae 
265678663 
equence 
ria; Rhodo 


265678656 
1 sequence 
ales; Rumi 
265678647 
nce 60592 
cillus. 

265678639 
ce 61837 
ales; Micr 


265678515 
nce 79504 
eptospiril 
265678508 
ce 80584 
ulfobacter 


265678479 


1233992 1234096 1 103 gi 


ref |NR_029130.1| Agromyces hippuratus 
2 349877 Agromyces hippuratus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_029098.1| Paenibacillus 

392074 393575 Paenibacillus 
Paenibacillus. 
ref|NR_029057.1| Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 


ref|NR_029020.1| Thermosipho atlanticus 
1 Thermosipho atlanticus Bacteria; 


ref|NR_029015.1] Streptococcus 
511957 513395 Streptococcus 
; Streptococcus. 
ref|NR_028968.1] Paracoccus 
583422 584837 Paracoccus 
bacterales; Rhodobacteraceae; 
ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 
nococcaceae; Faecalibacterium. 
ref |NR_028952.1| Oceanobacillus 
0 607435 Oceanobacillus picturae 
ref|NR_028944.1| Microbacterium 
1 619715 Microbacterium aerolatum 
ococcineae; Microbacteriaceae; 
ref|NR_028818.1| Leptospirillum 
0 796555 Leptospirillum ferriphilum 
lum. 
ref|NR_028811.1| Thermodesulfobacterium 
2 807361 Thermodesulfobacterium 
iales; Thermodesulfobacteriaceae; 
ref|NR_028782.1| Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


e; Heliorestis. 
265678434 |ref|NR_028736.1| Streptococcus 
ence 915445 916988 Streptococcus intermedius 
; Streptococcus; Streptococcus anginosus group. 
265678405|ref|NR_028707.1| Bacillus 
1 sequence 958824 960272 Bacillus 
llaceae; Bacillus. 
265678364|ref|NR_028666.1| Streptococcus gordonii 
1019984 1021495 Streptococcus gordonii Bacteria; 
occus. 
265678363 |ref|NR_028665.1| Streptococcus 
e sequence 1021546 1023060 Streptococcus 
tococcaceae; Streptococcus. 
265678362|ref|NR_028664.1| Streptococcus mitis 
1023111 1024630 Streptococcus mitis Bacteria; 
occus. 
265678355|ref|NR_028657.1|] Aneurinibacillus 
1033771 1035187 Aneurinibacillus danicus 
urinibacillus group; Aneurinibacillus. 
253680765|ref|NR_028013.1| Leifsonia aurea strain 
onia aurea Bacteria; Actinobacteria; 
obacteriaceae; Leifsonia. 
253680753|ref|NR_028001.1| Oceanobacillus 
00 Oceanobacillus iheyensis HTE831 
cillus. 
219878314|ref|NR_025453.1| Streptococcus 
1 sequence 1224170 1225671 Streptococcus 
ptococcaceae; Streptococcus. 
219878266|ref|NR_025405.1| Microbacterium 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


; Microbacterium. 


345890 Bacteria_ 


psychrophilus str 
psychrophilus Bac 


345890 Bacteria_ 


halotolerans stra 
halotolerans Bact 


345890 Bacteria_ 


strain 2DT 16S ri 
Bacil 


Firmicutes; 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


16S 1285024 1285121 8 103 gi| 219846054 
ain YKJ-115 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 
16S 1286581 1286678 8 103 gi| 219846053 
in YKJ-101 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 
16S 1297083 1297180 8 103 gi| 219857534 


1296399 12978 


ref|NR_025644.1 
1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref|NR_025122.1 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


345890 Bacteria_16S 1300032 1300065 1 34 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
345890 Bacteria_16S 1315356 1315453 8 103 gi| 228716557 |ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
345890 Bacteria_16S 1318467 1318564 8 103 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
345890 Bacteria_16S 1410698 1410731 1 34 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
345890 Bacteria_16S 1419807 1419904 8 103 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
345890 Bacteria_16S 1433742 1433839 8 103 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 
345890 Bacteria_16S 1586420 1586517 8 103 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 


LMG 22167 16S rib 
Bacil 


Bacillales; 
345890 Bacteria_ 
inopinata strain 
Bacteria; 


345890 Bacteria_16S 1685434 1685531 8 103 gi|219878418|ref|NR_025557.1 
strain 4-1 16S ribosomal RNA, partial sequence 1684753 16861 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 1697731 1697835 1 103 gi| 219878409 |ref|NR_025548.1 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

345890 Bacteria_16S 1708468 1708565 8 103 gi|219878402|ref|NR_025541.1 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
345890 Bacteria_16S 1745060 1745093 1 34 gi| 219878377 |ref|NR_025516.1 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Strept 


Firmicutes; 
345890 Bacteria_ 


carmonensis strai 
carmonensis Bacte 


345890 Bacteria_ 


necropolis strain 
necropolis Bacter 


345890 Bacteria_ 


strain P 297/02 1 


345890 Bacteria_ 


strain DSM 497 16 
Bacil 
345890 Bacteria_16S 


Firmicutes; 


Firmicu 


Lactobacillales; 


osomal RNA, partial sequence 
laceae; Bacillus. 
16S 1632109 1632142 1 


34 gi 


Streptococcaceae; Streptoc 
16S 1790275 1790372 8 103 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; 
16S 1804046 1804143 8 103 
LMG 19488 16S ribosomal RNA, 
ia; Firmicutes; Bacillales; 
16S 1819369 1819473 1 


gi 


103 gi 


16S 1842319 1842416 8 103 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1904689 1904788 5 103 


gi 


gi 


limnaeus strain A26 16S ribosomal RNA, partial sequence 


Bacteria; 


Bacteria; 


strain DSM 13256, 
Thermotogae; 


Microbacterium. 


345890 Bacteria_16S 


Proteob 
345890 Bacteria_16S 
azoreducens strai 
Firmicu 
345890 Bacteria_16S 


Ther 
345890 Bacteria_16S 
foliorum strain P 
foliorum Bacteria 


acteria; Gammaproteobacteria; Chromati 
1915059 1915156 8 103 gi 
n CM1l 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1916614 19167111 97 gi 
16S ribosomal RNA, partial sequence 

1948725 1948829 1 


103 gi 


; Actinobacteria; Actinobacteridae; Ac 


2008472 2008572 5 103 gi 


143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 


Bacillace 


complete 
Bacillacea 


motogales; Thermotogaceae; Thermosipho. 


333/02 16S ribosomal RNA, partial seq 


1585730 15872 


219878455 


occus. 
219878342 
sequence 
ae; 
219878333 
sequence 
e; 
219878323 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219878307 


1841624 18431 


219878260 
19040 
ales; 
219878252 
nce 19143 
ni 
219878250 
19159 


219878229 
uence 
ti 


219878190 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 


ence 16314 
es; Erysip 


Virgib 


Virgiba 


occineae 


Chro: 


bacillus. 


nomyceta 


33 Bacillus humi 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 


ref|NR_025481.1 

1789570 179108 
acillus. 
ref|NR_025472.1 
1803341 180486 
cillus. 
ref |NR_025462.1 
91 Plantibacter 
; Microbacteriac 
ref|NR_025446.1 


ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025391.1 
61 1915860 Paenib 


ref|NR_025389.1 
11 1917433 Thermo 


ref|NR_025368.1 
1948071 194955 
les; Micrococcin 


Bacteria; Firmicutes; 
Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Rheinheimera baltica 


baltica Bacteria; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Virgibacillus 
7 Virgibacillus 


Virgibacillus 
2 Virgibacillus 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Paenibacillus 
acillus azoreducens 


Thermosipho geolei 
sipho geolei Bacteria; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


ref |NR_025329.1 
2007792 200929 


Buttiauxella 
5 Buttiauxella 


ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 

345890 Bacteria_16S 
strain $1/6-571 1 
Proteobacteria; 
345890 Bacteria_16S 


2010031 20101315 


2155761 2155866 1 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
Rubrobacteridae; 


taiwanensis Bacteria; Actinobacteria; 
Rubrobacteraceae; Rubrobacter. 

345890 Bacteria_16S 2227020 2227117 8 
kribbensis strain 
Bacteria; Firmicutes; 
345890 Bacteria_16S 


Bacillales; 
2262190 2262287 1 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 
hydrogeniphilum Bacteria; 


Thermodesulfobacterium. 


345890 Bacteria_16S 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 
brasilensis Bacteria; 
345890 Bacteria_16S 


strain YKJ-10 16S 


2316839 2316936 8 


Firmicutes; 
2381885 2381982 8 


Bacillales; 


103 


6S ribosomal RNA, partial sequence 2009346 20108 
Gammaproteobacteria; Enterobacteriales; 


104 


103 


AM49 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


97 


Thermodesulfobacteria; 


103 


gi| 219878189 |ref 


219857631|ref 


2 


gi 


gi|219857581|ref 
Paenibacillus. 
gi|219857558|ref 


50 Buttiauxella 
Enterobacteriaceae; 


155131 21566 


Rubrobacterales; Rubrobacterineae; 


2226329 2227839 Paeni 


NR_025328.1 


NR_025220.1 


NR_025169.1 


NR_025146.1 


0 


Buttiauxella brennerae 


brennerae Bacteria; 
Buttiauxella. 


Rubrobacter 
6 Rubrobacter 


Paenibacillus 


bacillus kribbensis 


Thermodesulfobacterium 


Thermodesulfobacteriales; 


2261503 2262999 Thermodesulfobacterium 
Thermodesulfobacteriaceae; 


gi|219857518|ref|NR_025106.1| Paenibacillus 
2316148 2317531 Paenibacillus 
Paenibacillaceae; Paenibacillus. 
103 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 


2381197 23827 


Firmicutes; 


didelphis strain 


didelphis Bacteria; 
345890 Bacteria_16S 


strain CCUG 30811 
Bacteria; 


strain MHS-2 16S 


Bacillales; 
345890 Bacteria_16S 


ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
2417062 2417095 1 34 gi 
W94-11374-1 16S ribosomal RNA, partial 
Firmicutes; Lactobacillales; 
2445825 2445922 8 103 gi 
16S ribosomal RNA, partial sequence 


2 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
345890 Bacteria_16S 
strain SCH-89 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
345890 Bacteria_16S 


2536473 2536566 12 103 


gi 


2540566 2540659 12 103 
ribosomal RNA, partial sequence 


gi 


219857448 
sequence 

Streptococcaceae; 

19857422 


ref 


ref 
24451 


ref 


yphomonadaceae; 
219857350 
2539981 25412 


ref 


2416361 241786 
Streptococcus. 


NR_025036.1 


NR_025010.1 


01 Bacillus jeotgali Bacteria; 


Streptococcus 
5 Streptococcus 


Alishewanella fetalis 


48 2446624 Alishewanella fetalis 
Alteromonadaceae; 
219857353 
2535834 25371 


Alishewanella. 


NR_024941.1| Hyphomonas oceanitis 
42 Hyphomonas oceanitis Bacteria; 
Hyphomonas. 
NR_024938.1| Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

345890 Bacteria_16S 2551081 2551178 8 103 gi|219857343|ref|NR_024931.1]| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 2618854 2618951 8 103 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

345890 Bacteria_16S 2626465 2626569 1 103 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

345890 Bacteria_16S 2698741 2698838 8 103 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 2729047 2729144 8 103 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

345890 Bacteria_16S 2784330 2784434 1 103 gi|219857127|ref|NR_024755.1| Okibacterium 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


345890 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


345890 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


345890 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


345890 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


345890 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


in VKM Ac-2059 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 
; Okibacterium. 

2787492 2787589 8 103 gi 
CP-1 16S ribosomal RNA, partial sequence 
tes; Bacillales; Alicyclobacillaceae; Al 
2789043 2789140 8 103 gi 
n TB 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Paeni 
2828048 2828145 1 97 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 
2871181 2871278 8 103 gi 


lales; Bacillaceae; Bacillus. 

2874348 2874445 8 103 gi 
n ATCC53909 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Pullulaniba 


345890 Bacteria_16S 


219857125 
219857124 
2788365 2789727 Paenib 


219856905 
2827347 28288 


219856877 
6S ribosomal RNA, partial sequence 2870477 28720 


219856875 


Actinomyceta 


ref 
27867 
icyclobacill 
ref 


bacillus. 
ref 


ref 


ref 
equence 
cillus. 


2875923 2876020 8 103 gi 


219856874 


1 sequence 2783663 27851 


86 2788314 Alicyc 


2873633 287517 


6 


les; Microco 


NR_024753.1 
us. 
NR_024752.1 
NR_024726.1 


NR_024696.1 


NR_024694.1 


ref 


8 Okibacterium 
ccineae; 


Alicyclobacillus 
lobacillus herbarius 


Paenibacillus 
acillus koleovorans 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


NR_024693.1 


Bacillus mojavensis 


strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


345890 Bacteria_16S 


strain JCM9070 16 
Firmicutes; 
strain CM-10 16S 


strain CM-01 16S 


tolaasinivorans s 
tolaasinivorans B 


strain IAM 14851 


Bacillales; 
345890 Bacteria_16S 


2882188 2882285 8 

Bacillaceae; 
2894205 2894309 1 
2895700 2895804 1 


2897194 2897298 1 


Mycetocola. 
2901732 2901800 1 


2914080 2914177 8 


103 


S ribosomal RNA, partial sequence 
Bacillus. 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
345890 Bacteria_16S 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
345890 Bacteria_16S 


103 


69 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
345890 Bacteria_16S 


103 


219856870|ref 


gi 


NR_024689.1 


Bacillus atrophaeus 


2881499 2883013 Bacillus atrophaeus Bacteria; 


219856860 | ref 


gi 


NR_024679.1 


Mycetocola lacteus 


2893553 2894997 Mycetocola lacteus Bacteria; 


219856859 | ref 


gi 


NR_024678.1 


; Microbacteriaceae; Mycetocola. 


Mycetocola saprophilus 


2895048 2896491 Mycetocola saprophilus Bacteria; 


219856858 | ref 


gi 


train CM-05 16S ribosomal RNA, partial sequence 2 
acteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; 
345890 Bacteria_16S 


219856855 |ref 


gi 


219856847 |ref 


gi 


delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2 


delphini Bacteria 


345890 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


345890 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


345890 Bacteria_16S 
FO 15038 16S ribosomal RNA, partial sequence 2957165 295857 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


345890 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


345890 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


345890 Bacteria_16S Ed 
train DSM 8609 16S ribosomal RNA, partial sequence 3067998 306946 
acteria; Actinobacteria; Actinobacteridae; 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


345890 Bacteria_16S 
DMMZ 1710 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


resistens strain 
resistens Bacteri 
Microbacterium. 


345890 Bacteria_16S 
ain Bn9 16S ribosomal RNA, 


acanthamoebae str 


; Firmicutes; Bacillales; 


2924793 2924826 1 
bacillales; 


2956341 2956445 1 


; Microbacterium. 
2957799 2957903 1 


3000562 3000659 8 


lales; Bacillaceae; 


3062800 3062833 1 


3068641 3068745 1 


; Microbacterium. 


3115264 3115368 1 


3233451 3233508 49 


Staphylococcus. 


34 


ribosomal RNA, partial sequence 
Streptococcaceae; 


103 


103 


103 


6S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


34 


ain CH-B427 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


103 


103 


104 


complete sequence 


219856840 |ref 


gi 


2924131 2925469 Streptococcus 
Streptococcus. 


219856819|ref 


gi 


rain IFO 14548 16S ribosomal RNA, partial sequence 2 
cteria; Actinobacteria; Actinobacteridae; 


219856818 |ref 


gi 


gi| 219846923 |ref 


219846880|ref 


gi 


219846876|ref 


gi 


219846845 |ref 


gi 


Ww 


219846765 |ref 


gi 


acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; 


345890 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


345890 Bacteria_16S 


strain DSM 20138 


strain DSM 20145 


testaceum strain 


Microbacterium. 


345890 Bacteria_16S 
DSM 20530 16S ribosomal RNA, partial sequence 


imperiale strain 


3303172 3303269 8 
6S ribosomal RNA, 
lales; Salinicoccus. 

3403512 3403569 48 


3505807 3505911 1 


3507324 3507428 1 


3510367 3510471 1 


103 


complete sequence 3302462 33040 


103 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
345890 Bacteria_16S 


103 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
345890 Bacteria_16S 


103 


DSM 20166 16S ribosomal RNA, partial sequence 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 


103 


219846719 |ref 


gi 


219846643 |ref 


gi 


219846572 |ref 


gi 


gi|219846571 


219846569 |ref 


gi 


imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Microbacterium. 


345890 Bacteria_16S 
strain DSM 8716 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 


3542529 3542626 8 


Bacillaceae; 


345890 Bacteria_16S 
DSM 6307 16S ribosomal RNA, 
Bacillaceae; 


Bacillales; 


3545639 3545736 8 


Bacillus. 


103 


Bacillus. 


103 


complete sequence 


219846548 | ref 


gi 


Actinomycetales; 


7 Mi 


Actinomycetales; 


3062186 306360 
Rhodobacterales; 


Actinomycetales; 


3232707 323424 


04 Salinicoccus 


85 Arthrobacter 


; Microbacteriac 


3506673 350814 


3509716 351118 


NR_024677.1 


NR_024674.1 


NR_024666.1 


NR_024659.1 


NR_024638.1 
955705 295711 


NR_024637.1 


NR_026515.1 


NR_026472.1 
Rho 
NR_026468.1 
Micr 
NR_026437.1 
114620 311608 
Micrococci 
NR_026357.1 
Parachlamydi 
NR_026311.1 


NR_026235.1 


NR_026164.1 


NR_026163.1 


NR_026161.1 
3 Micrococci 


NR_026140.1 


; Microbacteriaceae; Mycetocola. 


Mycetocola 


896542 2897985 Mycetocola 
Micrococcineae; 


Leucobacter albus 


46 Leucobacter albus Bacteria; 
crobacteriaceae; 


Leucobacter. 
Staphylococcus 


913371 2914863 Staphylococcus 


Streptococcus peroris 
peroris Bacteria; 


Microbacterium 
4 Microbacterium 


Micrococcineae; 


Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Parachlamydia 

7 Parachlamydia 

a. 

Salinicoccus roseus 


roseus Bacteria; 


Arthrobacter ilicis 


ilicis Bacteria; 
; Micrococcaceae 


; Arthrobacter. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 


neae; Microbacteriaceae; 


Bacillus clausii 


3541838 3543342 Bacillus clausii Bacteria; 


219846546 |ref 


gi 


3544949 3546454 Bacillus cohnii Bacteria; 


Bacillus cohnii strain 


NR_026138.1 


Firmicutes; 


345890 Bacteria_16S 3799372 3799429 48 103 gi|219846363|ref|NR_025954.1| Mycoplasma agassizii 
strain PS6 16S ribosomal RNA, partial sequence 3798661 3800102 Mycoplasma agassizii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

345890 Bacteria_16S 3956957 3956990 1 34 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 

345890 Bacteria_16S 4040670 4040767 8 103 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

345890 Bacteria_16S 4048243 4048340 8 103 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

345890 Bacteria_16S 4083038 4083135 8 103 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

345890 Bacteria_16S 4129764 4129797 1 34 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

345890 Bacteria_16S 4224568 4224665 8 103 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

345890 Bacteria_16S TIL 17295 1 103 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

345890 Bacteria_16S 24953 25049 9 103 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 26437 26521 21 103 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 37000 37096 9 103 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

345890 Bacteria_16S 55248 55280 1 33 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

345890 Bacteria_16S 65816 65920 1 103 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

345890 Bacteria_16S 67324 67416 13 103 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

345890 Bacteria_16S 68844 68948 1 103 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

345890 Bacteria_16S 82244 82276 72 103 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

345890 Bacteria_16S 100550 100654 1 103 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

345890 Bacteria_16S 117439 117543 1 103 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

345890 Bacteria_16S 134218 134322 1 103 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 


ococcineae; Micr 


ref |NR_029278.1 


7; Sa 
ref 


nguibacterac 
NR_029277.1 


; Sanguibacterac 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Arthrobacter. 

345890 Bacteria_16S 138725 138829 1 103 gi| 265678970 
strain ST26 16S ribosomal RNA, partial sequence 138055 13953 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
345890 Bacteria_16S 140254 140358 1 103 gi| 265678969 
strain ST50 16S ribosomal RNA, partial sequence 139582 14105 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
345890 Bacteria_16S 152317 152409 13 103 gi| 265678961 


propionicum strain X2 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 


ococcaceae; 


Sanguibacter suarezii 


1 Sanguibacter suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


8 Sanguibacter inulinus Bacteria; 


eae; Sanguibacter. 


ref|NR_029269.1 


Clostridium. 


Clostridium 


151617 153137 Clostridium propionicum 


345890 Bacteria_16S 
strain V 5-2 16S 


Firmicutes; 


Firmicutes; 


fever group. 


345890 Bacteria_16S 
strain YIM 70081 


Bacteria; 


345890 Bacteria_16S 
strain A3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
345890 Bacteria_16S 
denitrificans strain DN34 16S ribosomal RNA, partial se 
denitrificans Bac 
Pseudovibrio. 

345890 Bacteria_16S 
populi BJ001 16S 


Bacteria; 


345890 Bacteria_16S 
strain YIM 70085 


345890 Bacteria_16S 


Clostridia; 
345890 Bacteria_16S 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 
intestinale Bacteria; 
345890 Bacteria_16S 
sanfranciscensis 
sanfranciscensis 
345890 Bacteria_16S 
strain NCTC 279 1 


Proteobacteria; Alphaproteobacteria; Caulobac 


Proteobacteria; Alphaproteobacteria; Rhizobia 


Nesterenkonia. 


153862 153954 13 103 
ribosomal RNA, partial sequence 

Clostridiales; Clostridiaceae; 
161534 161626 13 103 gi 


gi 


Firmicutes; Clostridia; 
164595 164699 1 103 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
166172 166264 13 103 gi 


Clostridiales; 
190543 190643 5 


Clostridiaceae; 
103 gi 


193563 193663 5 103 gi 


Methylobacter. 


207482 207574 13 103 gi 
Firmicutes; 
210596 210680 21 


Clostridia; 
103 gi 
Firmicutes; Clostridia; 
231901 231933 72 103 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
262292 262396 1 103 gi 
complete se 
Rubrobacteridae 
Rubrobacter. 
269850 269942 13 


103 gi 


298681 298773 13 103 gi 


Tenericutes; Mollicutes; Anae 
316906 316930 9 33 gi 


359331 359435 1 103 gi 


360877 360981 1 103 gi 


363869 363961 13 103 gi 
FaiI3 16S ribosomal RNA, partial sequ 
365352 365444 13 


103 gi 


371305 371397 13 103 gi 


teria; Proteobacteria; Alphaproteobact 


415981 416073 13 103 
ribosomal RNA, partial sequence 


gi 


422003 422107 1 103 gi 


426710 426814 1 103 gi 


teria; Actinobacteria; Actinobacterida 


153188 15467 


Clostridiales; 


6S ribosomal RNA, partial sequence 165488 16699 
Clostridia; 
345890 Bacteria_16S 
strain BG8 16S ribosomal RNA, partial sequence 
Proteobacteria; 
345890 Bacteria_16S 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 
Methylococcaceae; 
345890 Bacteria_16S 
argentinense strain ATCC 27322 16S ribosomal RNA, parti 
argentinense Bacteria; 
345890 Bacteria_16S 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partia 
beijerinckii Bacteria; 
345890 Bacteria_16S 
modestum strain Gra 
modestum Bacteria; 
345890 Bacteria_16S 
radiotolerans strain P 1 16S ribosomal RNA, 
radiotolerans Bacteria; Actinobacteria; 
Rubrobacteraceae; 
345890 Bacteria_16S 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial seq 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family I 
345890 Bacteria_16S 
abactoclasticum strain 6-1 16S ribosomal RNA, partial s 
abactoclasticum Bacteria; 
345890 Bacteria_16S 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


189853 19130 
Gammaproteobacteria; Methylococcales; Methylococc 


Clostridiales; 


Clostridiales; 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 
sandarakina strain YIM 70009 16S ribosomal RNA, partial 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; 
Nesterenkonia. 
345890 Bacteria_16S 
lituiforme strain 


364736 36609 


415329 41680 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 
xinjiangensis strain YIM70097 16S ribosomal RNA, partia 
xinjiangensis Bac 
Micrococcaceae; 


265678960 


Oxobacter. 
265678955 


Clos 

265678953 
sequence 
Lactobaci 

265678952 


Clostridiu 
265678936 


265678934 


265678924 
al sequenc 
Clo 
265678922 
1 sequence 
Clo 
265678908 
sequence 
acteriacea 
265678885 
quence 

; Rubrobac 


265678880 


II. Incert 
265678861 
equence 
roplasmata 
265678849 
31628 
kettsiacea 


265678815 


ococcineae 

265678814 
sequence 
Actinomyc 


265678812 
ence 36326 
terales; C 
265678811 


hodobacter 
265678807 
quence 
eria; Rhod 
265678777 


les; Methy 
265678773 


ococcineae 
265678770 
1 sequence 
e; Actinom 


428254 428358 1 103 gi 


ref|NR_029268.1| Oxobacter pfennigii 
7 Oxobacter pfennigii Bacteria; 


ref|NR_029263.1| Clostridium 
160899 162283 Clostridium 
tridiaceae; Clostridium. 
ref|NR_029261.1| Lactobacillus 
163866 165437 Lactobacillus 
llaceae; Lactobacillus. 
ref|NR_029260.1| Clostridium tetani 


5 Clostridium tetani Bacteria; 
m. 
ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 

ref|NR_029242.1] Methylobacter 

1 sequence 192873 194334 
Methylococcales; 


ref |NR_029232.1| Clostridium 

e 206801 208304 Clostridium 

stridiaceae; Clostridium. 

ref |NR_029230.1| Clostridium 
209908 211410 Clostridium 

stridiaceae; Clostridium. 

ref|NR_029216.1| Propionigenium 
231154 232668 Propionigenium 


e; Propionigenium. 

ref|NR_029191.1] Rubrobacter 
261591 263140 Rubrobacter 

terales; Rubrobacterineae; 


Thermoanaerobacterium 
270620 


ref|NR_029186.1 
uence 269183 


ae Sedis; Thermoanaerobacterium. 
ref|NR_029167.1] Anaeroplasma 
298000 299445 Anaeroplasma 


les; Anaeroplasmataceae; Anaeroplasma. 
ref|NR_029154.1| Rickettsia akari 

2 317695 Rickettsia akari Bacteria; 
e; Rickettsieae; Rickettsia; spotted 


ref|NR_029120.1| Nesterenkonia lutea 
4 Nesterenkonia lutea Bacteria; 
; Micrococcaceae; Nesterenkonia. 
ref|NR_029119.1| Nesterenkonia 
360205 361665 Nesterenkonia 
etales; Micrococcineae; Micrococcaceae; 


ref|NR_029117.1| Phenylobacterium 

4 364685 Phenylobacterium lituiforme 
aulobacteraceae; Phenylobacterium. 
ref|NR_029116.1| Salipiger mucosus 

9 Salipiger mucosus Bacteria; 

aceae; Salipiger. 
ref|NR_029112.1| Pseudovibrio 
370665 372098 Pseudovibrio 
obacterales; Rhodobacteraceae; 


ref|NR_029082.1| Methylobacterium 

5 Methylobacterium populi BJ001 
lobacteriaceae; Methylobacterium. 
ref|NR_029078.1| Yaniella halotolerans 
0 Yaniella halotolerans Bacteria; 


; Yaniellaceae; Yaniella. 
ref|NR_029075.1| Nesterenkonia 
426041 427535 Nesterenkonia 


ycetales; Micrococcineae; 


265678769 


halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 


ref|NR_029074.1| Corynebacterium 
427586 429077 Corynebacterium 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


345890 Bacteria_ 


halotolerans stra 
halotolerans Bact 


Nesterenkonia. 
345890 Bacteria_ 
subsp. 
subsp. 
Roseomonas. 
345890 Bacteria_ 


strain 5424 16S r 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


345890 Bacteria_ 
strain AU476 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


345890 Bacteria_ 


strain S-5623 16S 
Lacto 


Firmicutes; 
345890 Bacteria_ 


phoeniculicola st 
phoeniculicola Ba 


345890 Bacteria_ 


strain CS1 16S ri 
Lacto 


Firmicutes; 
345890 Bacteria_ 
variabile strain 
Bacteria; 
345890 Bacteria_ 


strain JR 16S rib 


Deferribacteres; 
345890 Bacteria_ 


versmoldensis str 
versmoldensis Bac 


345890 Bacteria_ 


strain 173-96 16S 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


345890 Bacteria_ 
strain S-606 16S 
Proteobacteria; 

345890 Bacteria_ 


glaucum strain IM 


glaucum Bacteria; 


Corynebacteriacea 
345890 Bacteria_16S 
strain LF13 16S r 


Caldithrix. 


345890 Bacteria_16S 
strain Iso-46 16S 
G 
345890 Bacteria_16S 
appendicis strain 
appendicis Bacter 
Corynebacteriacea 
345890 Bacteria_16S 


Proteobacteria; 


mindensis strain 


mindensis Bacteri 
345890 Bacteria_16S 


nivimaris strain 
Bacteria; 


strain GraTa 2 16 
Fusobacteria; Fus 


345890 Bacteria_16S 
lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 
345890 Bacteria_16S 
CMS 76or 16S ribo 


Actinobacteridae; 


345890 Bacteria_16S 
strain CK55 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


rosea stra 
rosea Bact 


Firmicu 


G 


Proteob 
345890 Bacteria_16S 


16S 429797 429901 1 103 gi 
in YIM70084 16S ribosomal RNA, partial 


16S 431315 431407 13 103 gi 
in MDA5605 16S ribosomal RNA, partial 


16S 448306 448398 13 103 


ibosomal RNA, partial sequence 


gi 


16S 465063 465155 13 103 
ribosomal RNA, partial sequence 


gi 


16S 472748 472852 1 103 
ribosomal RNA, partial sequence 
bacillales; Weissella. 

16S 474288 474392 1 103 gi 
rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; 
16S 514076 514180 1 103 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
16S 540024 540128 1 103 gi 
BI 114 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; 
16S 543078 543174 9 103 
osomal RNA, partial sequence 
Deferribacterales; 
16S 


gi 


E 
gi 


Rumino 
gi 


Deferribacteraceae; 
550809 550913 1 103 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
16S 559936 560028 13 103 gi 
ribosomal RNA, partial sequence 


16S 575080 575180 5 103 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
16S 579455 579559 1 103 gi 
MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

582557 582661 1 103 
ibosomal RNA, partial sequence 


gi 


gi 


587055 587155 5 103 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
608124 608228 1 103 gi 
IMMIB R-3491 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 


gi 


611234 611338 1 103 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
612825 612925 5 103 gi 


88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
626518 626550 72 103 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
641754 641858 1 103 gi 
rain EL-30 16S ribosomal RNA, partial 

cteria; Actinobacteria; Actinobacterid 
esterenkonia. 

647984 648088 1 103 gi 
Actinomycetales; Micrococcineae; Micr 
652351 652443 13 103 gi 


eria; Actinobacteria; Actinobacteridae 


eria; Proteobacteria; Alphaproteobacte 


542382 54390 


559287 56077 


574450 57581 


581868 58337 


586359 58785 


625776 62729 


somal RNA, partial sequence 647310 648789 Kocur 


Deferriba 
265678685 
quence 
ctobacilla 
265678679 


Acetobacte 
265678669 


oraxellace 
265678666 

sequence 

inomycetal 


265678664 


265678661 


oraxellace 
265678646 
al sequenc 
Actinomyce 


265678644 
equence 

acillaceae 
265678643 
ence 61213 
nadales; M 
265678634 


cter. 
265678623 
sequence 
ae; Actino 


265678619 


ococcaceae 


myce 


0 Deferribacter 
cter. 
ref|NR_028990.1 

550095 551652 
ceae; Lactobacil 
ref |NR_028984.1 


raceae; Roseomon 
ref|NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028971.1 

578821 580286 
es; Corynebacter 


ref|NR_028969.1 


ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref |NR_028949.1 

610536 612079 
; Lactobacillus. 
ref |NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref |NR_028939.1 


ref |NR_028928.1 
641107 642573 
tales; Micro 


ref 
ia p 
7 Ko 


NR_028924.1 
olaris Bacte 
curia. 


265678615 


Clostridiales; Clostridiaceae; 


265678768 |ref|NR_029073.1| Nesterenkonia 
sequence 429128 430610 Nesterenkonia 
; Actinomycetales; Micrococcineae; Micrococcaceae; 
265678767|ref|NR_029072.1| Roseomonas gilardii 
sequence 430661 432145 Roseomonas gilardii 
ria; Rhodospirillales; Acetobacteraceae; 
265678756|ref|NR_029061.1| Roseomonas gilardii 
447654 449135 Roseomonas gilardii Bacteria; 
Acetobacteraceae; Roseomonas. 
265678741|ref|NR_029046.1| Inquilinus limosus 
464412 465829 Inquilinus limosus Bacteria; 
Rhodospirillaceae; Inquilinus. 
265678736|ref|NR_029041.1| Weissella koreensis 
472041 473537 Weissella koreensis Bacteria; 
265678735|ref|NR_029040.1| Enterococcus 
sequence 473588 475066 Enterococcus 
nterococcaceae; Enterococcus. 
265678709|ref|NR_029014.1| Lactobacillus rossiae 
513446 514813 Lactobacillus rossiae Bacteria; 
illus. 
265678692|ref|NR_028997.1| Subdoligranulum 
ence 539384 540811 Subdoligranulum variabile 
coccaceae; Subdoligranulum. 
265678690|ref|NR_028995.1| Deferribacter abyssi 


abyssi Bacteria; 


Lactobacillus 

Lactobacillus 
lus. 

Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 

Psychrobacter pulmonis 
pulmonis Bacteria; 

ba 

Corynebacterium 
Corynebacterium 

ineae; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Psychrobacter faecalis 
faecalis Bacteria; 

bales 

Corynebacterium 
Corynebacterium 
terineae; 


Lactobacillus 
Lactobacillus 


Psychrobacter 
obacter nivimaris 
ychrobacter. 
Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Nesterenkonia 
Nesterenkonia 
coccineae; 


Kocuria polaris strain 
ria; Actinobacteria; 


ref|NR_028920.1 


Clostridium. 


Clostridium uliginosum 


651676 653112 Clostridium uliginosum Bacteria; 


345890 Bacteria_16S 653804 653900 9 103 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

345890 Bacteria_16S 655307 655407 5 103 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

345890 Bacteria_16S 699258 699357 5 103 gi|265678583|ref|NR_028888.1| Thiocystis violascens 
strain 6111 16S ribosomal RNA, partial sequence 698584 699934 Thiocystis violascens Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

345890 Bacteria_16S 700692 700795 1 103 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

345890 Bacteria_16S 706460 706556 9 103 gi|265678578|ref|NR_028883.1| Dorea longicatena 
strain 111-35 16S ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

345890 Bacteria_16S 720264 720356 13 103 gi|265678568|ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 

345890 Bacteria_16S 735525 735608 13 95 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

345890 Bacteria_16S 741696 741788 13 103 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

345890 Bacteria_16S 783593 783697 1 103 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

345890 Bacteria_16S 808129 808233 1 103 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

345890 Bacteria_16S 809715 809747 72 103 gi|265678506|ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

345890 Bacteria_16S 837084 837116 1 33 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

345890 Bacteria_16S 846248 846344 9 103 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 870470 870562 13 103 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 


yuanmingense Bact 
Bradyrhizobium. 
345890 Bacteria_16S 
subroseum strain 
subroseum Bacteri 
Streptosporangiaceae; 
345890 Bacteria_16S 

nubinhibens strai 
Bacteria; Proteob 
345890 Bacteria_16S 
elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 
345890 Bacteria_16S 
strain B1333 16S ribosomal RNA, complete sequence 
Firmicutes; Lactobacillales; Carnobacteriaceae; 

345890 Bacteria_16S 1055744 1055848 1 103 
ryukyuensis strai 
ryukyuensis Bacteria; 
345890 Bacteria_16S 

rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 
345890 Bacteria_16S 
yabuuchiae strain 
Bacteria; Proteobacteria; Alphaproteobacteria; 
345890 Bacteria_16S 1078159 1078251 13 103 gi 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


874834 874866 1 33 gi 


Streptosporangium. 


928540 928632 13 103 gi 


937838 937870 72 103 gi 


996406 996510 1 103 gi 


99 
gi 


Firmicutes; Bacillales; 


1057255 1057347 13 103 gi 


1067856 1067948 13 103 gi 


eria; Proteobacteria; Alphaproteobacte 


CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Actinomycet 


n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria; 


Granuli 


n 015-7 16S ribosomal RNA, partial seq 
Bacillace 


ain Klemme Rb 16S ribosomal RNA, parti 


teria; Proteobacteria; Alphaproteobact 


Al-18 16S ribosomal RNA, partial sequ 
Sphingomonadales; 


ria; Rhizo 
265678462 
uence 


265678426 
nce 92790 
terales; R 
265678420 
uence 

; Alteromo 
265678380 
5703 99724 
catella. 
265678340 
uence 

ae; Parali 
265678339 
al sequenc 
eria; Rhiz 


265678332 
ence 10672 


obac 


e 1056603 10580 
obia 


Sphi 


biales; Bradyrhi 
ref|NR_028765.1 

874217 875635 
ales; Streptospo 


, 


ref|NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028722.1 
937095 938588 
nadales; Pseudoa 


ref|NR_028682.1 


ref |NR_028642.1 

1055053 105655 
illus. 
NR_028641.1 
8 
h 


ref 


les; Bradyr 
ref|NR_028634.1 
03 1068656 Sphing 
ngomonadacea 


265678324 


zobiaceae; 


Streptosporangium 
Streptosporangium 
rangineae; 


Roseovarius 

arius nubinhibens 
Roseovarius. 
Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Paraliobacillus 
2 Paraliobacillus 


Rhodopseudomonas 
7 Rhodopseudomonas 


izobiaceae; 


Sphingomonas 


omonas yabuuchiae 
e; 


Sphingomonas. 


ref|NR_028626.1 


Sphingomonas melonis 


1077529 1078967 Sphingomonas melonis Bacteria; 


Sphingomonadaceae; 


Sphingomonas. 


345890 Bacteria_16S 
strain Y 16S ribo 
Alphaproteobacter 
345890 Bacteria_16S 
indonesiensis str 


indonesiensis Bac 
Acetobacter. 


345890 Bacteria_16S 
aerofaciens strain JCM 1 
aerofaciens Bacte 
Coriobacteriaceae; 
345890 Bacteria_16S 
halophilum strain 
Bacteria; Actinobacteria; 


Microbacterium. 


345890 Bacteria_16S 


wolinii strain DB 
Bacteria; 
Syntrophobacter. 


345890 Bacteria_16S 


strain R 16S ribo 


fever group. 


345890 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 


Corynebacteriaceae; 
345890 Bacteria_16S 
phragmitetus strain C6-1 


phragmitetus Bact 
Pannonibacter. 


345890 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


345890 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


345890 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
345890 Bacteria_16S 


intestinalis DSM 


Collinsella. 


345890 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


345890 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


345890 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


345890 Bacteria_16S 


Proteobacteria; 


1084134 1084226 13 


Sphingomonadales; 
1093393 1093421 13 


ia; 


1109921 1110025 1 


ria; Actinobacteria; 
Collinsella. 
1112961 1113028 1 
76 16S 


1126589 1126685 9 
16S ribosomal 


1129608 1129632 9 


1134112 1134216 1 
CECT 59 
a; 
Corynebacterium. 
1143253 1143345 13 
eria; P 
1176595 1176691 9 
osomal 
tes; Clostridia; 
1184120 1184216 9 
7241 16 
irmicutes; Clostridia; 
1194695 1194799 1 


a; Firmicutes; 


1203823 1203925 1 


1205330 1205432 1 
acteria; Coriobacteridae; 


1220297 1220401 1 


Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


345890 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


345890 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


345890 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


345890 Bacteria_16S 


Clostridia; 


103 


41 


103 


68 


103 


33 


Rickettsiales; 


103 


103 


RNA, partial sequence 
Clostridiales; 


Coriobacteridae; 


osomal RNA, partial sequence 
Coriobacteri 


103 


gi 


gi 


gi 


0188 16S ribosomal RNA, partial 
Coriobacteridae; 


gi 


ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycetales; 


gi 


RNA, partial sequence 


Deltaproteobacteria; Syntroph 


gi 


gi 


90 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actinomycet 


gi 


S ribosomal RNA, partial sequence 


53 16S ribosomal RNA, partial sequence 


13280 16S ribosomal RNA, partial sequence 
13280 Bacteria; Actinobacteria; 


1204671 12061 
Cori 


gi 


Ric 


265678320 


somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadaceae; 


265678314 


ain 5H-1 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


265678302 
sequence 


265678300 
e 


253680772 


253680770 


somal RNA, partial sequence 1128958 1130397 Rickettsi 
Proteobacteria; Alphaproteobacteria; 


253680767 
equence 


253680761 


9 16S ribosomal RNA, partial sequence 
roteobacteria; Alphaproteobacte 


ria; Rhodobacterales; Rhod 
103 gi|228718376|ref|NR_027573.1 
1175949 11773 

Clostridiaceae; Clostridium. 

103 gi|228717037|ref|NR_027558.1 

1183485 1184849 Anaero 

Clostridiales; Ruminococcaceae; Anaerotru 

103 gi|228715634|ref|NR_027536.1 

1194029 1195514 Carbox 

Thermoanaerobacterales; Thermoanaerob 

103 gi|228715356|ref|NR_027528.1 

1203162 1204620 Collin 

Coriobacteriales; Coriobacterine 

103 gi| 228715355 |ref|NR_027527.1 


ales; 


219878362 


6S ribosomal RNA, partial sequence 1219617 12211 


Sphingobium. 


Rhodospi 


Coriobacte 


11123 
Micrococ 


11259 
obacterale 


kettsiaceae; 


ref |NR_028622.1 
gobium amiense B 


ref |NR_028616.1 
1092739 109419 
rillales; Ac 


ref |NR_028604.1 
1109258 111072 
riales; Coriobac 


ref|NR_028601.1 
07 1113789 Microb 
cineae; Micr 


re 
86 


Ss; 


£|NR_028020.1 
1127376 Syntro 
Syntrophobact 
ref |NR_028018.1 
a rickettsii 
Rickettsieae; 


NR_028015.1 
133500 113488 
ales; Corynebact 


ref 


R 


NR_028009.1 
142608 114408 


ref 
1 


28 Collinsella 


obacterineae; Co 


ref|NR_025501.1 


Sphingobium amiense 
acteria; Proteobacteria; 


Acetobacter 
2 Acetobacter 
etobacteraceae; 


Collinsella 
0 Collinsella 
terineae; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Rickettsia rickettsii 

Bacteria; 

Rickettsia; spotted 
Corynebacterium 

1 Corynebacterium 

erineae; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Collinsella 
sella intestinalis DSM 


ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


teria; 


Weissella soli strain 
ia; Firmicutes; 


Starkeya novella DSM 
Proteobacteria; 


Lactobacillus sakei 
5 1328388 Lactobacillus 


actobacillus. 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


bacillales; Carnobacteriaceae; Allofustis. 
1223348 1223444 9 103 gi|219878346|ref|NR_025485.1 
ribosomal RNA, partial sequence 1222664 12241 
ridia; Clostridiales; Clostridiaceae; Caminicella. 
1288167 1288271 1 103 gi|219846052|ref|NR_025642.1 
1287447 1289004 Weissella soli Bacter 
Weissella. 
1306246 1306326 25 103 gi|219846269|ref|NR_025859.1 
RNA, complete sequence 1305606 1307012 Starkeya novella Bac 
ia; Rhizobiales; Xanthobacteraceae; Starkeya. 
1327699 1327803 1 103 gi|219846129|ref|NR_025719.1 
train CCUG 34545 16S ribosomal RNA, partial sequence 132699 
osus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; L 
1336830 1336926 9 103 gi|228721486|ref|NR_027609.1 
ain BS107 16S ribosomal RNA, partial sequence 1336206 133758 
07 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterale 
1347611 1347707 9 103 gi|228720860|ref|NR_027598.1 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 134839 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobactera 


Syntrophobacterac 


eae; Syntrophobacter. 


Syntrophobacter 
7 Syntrophobacter 
les; 


345890 Bacteria_16S 


1349117 1349221 1 


103 


DSM 10542 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sanguibacter. 
345890 Bacteria_16S 
subsp. costicola 
costicola subsp. 
Salinivibrio. 

345890 Bacteria_16S 

ferrooxidans DSM 10331 


Acidimicrobiaceae; 
345890 Bacteria_16S 


turnerae strain T7902 16S ribosomal RNA, partial sequence 


Bacteria; 
Teredinibacter. 
345890 Bacteria_16S 


strain ATC 
costicola 


1355194 1355294 5 


Bacteria; 


1361119 1361223 1 
16S ribosomal RNA, 


1377835 13779355 


1397227 1397319 13 


103 


103 


complete sequence 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; 
Acidimicrobium. 


103 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


103 


gi|228720600|ref 
1348448 13499428 


gi| 228720264 |ref 


C 33508 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Micrococcineae; 


NR_027595.1 
anguibacter 


NR_027590.1 


Sanguibacter keddieii 


keddieii DSM 10542 
Sanguibacteraceae; 


Salinivibrio costicola 


1354469 1355953 Salinivibrio 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


228719712|ref 
1360461 1 


gi 


228717562|ref 
1377167 1 


gi 


gi|228715764|ref 


nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1 


nodulans ORS 2060 
Methylobacterium. 
345890 Bacteria_16S 


1446063 1446163 5 


Bacteria; Proteobacteria; Alphaproteobacteria; 


103 


strain R7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


345890 Bacteria_16S 


1449109 1449213 1 


103 


gi| 224581423 |ref 
1445391 1446881 P 
224581421 


gi ref 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 
345890 Bacteria_16S 


1450557 1450661 1 


103 


gi|224581420|ref 


spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1 


spheniscorum Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 


345890 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 


1453554 1453658 1 


Micrococcaceae; Arthrobacter. 


345890 Bacteria_16S 


strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


345890 Bacteria_16S 


1460970 1461074 1 


1467100 1467132 1 


103 


strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


103 


33 


strain JZC3 16S ribosomal RNA, partial sequence 


Spirochaetes; 
345890 Bacteria_16S 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


pacificensis Bacteria; 
Psychrobacter. 
345890 Bacteria_16S 
afermentans subsp. 


Corynebacterium afermentans subsp. 


Actinomycetales; 
345890 Bacteria_16S 
strain DSM 20127 


345890 Bacteria_16S 


septentrionale strain SDW 014 16S ribosomal RNA, partial 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 
345890 Bacteria_16S 


lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; 


345890 Bacteria_16S 
strain CM243 16S 


345890 Bacteria_16S 
bolidensis strain 


Intrasporangiaceae; 
345890 Bacteria_16S 
strain 16351 16S 
Firmicutes; 
345890 Bacteria_16S 


Spirochaetales; 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


1470160 14702605 


Proteobacteria; 


1500437 1500541 1 


1501827 1501931 1 


1515304 1515400 9 


1581762 1581854 13 


1615445 1615541 9 


1626027 1626131 1 


1670331 1670427 9 


Clostridiales; 
1705409 1705513 1 


Spirochaetaceae; Treponema. 


103 


103 


103 


complete sequence 


103 


103 


103 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


103 


CCUG 47306 16S ribosomal RNA, partial sequence 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; 
Arsenicicoccus. 


103 


ribosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


103 


strain HS-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 


gi|224581418|ref 


gi| 224581412 |ref 


Actinomycetales; 


NR_027584.1 


NR_027564.1 


NR_027539.1 


NR_027204.1 
sychrobacter 


NR_027202.1 


NR_027201.1 


NR_027199.1 


1452894 145438 
Actinomycetales; Mi 


NR_027193.1 


396599 139803 
Rhizobiales; Methylobacteriaceae; 


449852 Promic 
Micrococcineae; 


449903 145131 
Corynebacterineae; 


Acidimicrobium 


361925 Acidimicrobium ferrooxidans 
Acidimicrobineae; 


Teredinibacter 


378635 Teredinibacter turnerae T7901 
Alteromonadales genera incertae sedis; 


Methylobacterium 
3 Methylobacterium 


Psychrobacter arenosus 
arenosus Bacteria; 


Psychrobacter. 


Promicromonospora 
romonospora aerolata 


Promicromonosporaceae 7 


Corynebacterium 
6 Corynebacterium 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Kocuria carniphila 


1460297 1461811 Kocuria carniphila Bacteria; 


gi|224581408|ref 


Micrococcaceae 


NR_027189.1 


; Kocuria. 
Treponema putidum 


1466484 1467891 Treponema putidum Bacteria; 


gi| 224581406 |ref 


gi| 219846622 |ref 


gi|219846604|ref 


219878113 
sequence 


gi ref 


gi|219878490|ref 


gi| 219878466 |ref 


1469465 147099 
Pseudomonadales; 


1514694 151610 
Rhizobiales; 


sequence 1581111 158256 
Rhodovarius. 


NR_027187.1 


NR_026214.1 


afermentans strain CIP 103499 16S ribosomal RNA, complete sequ 
afermentans Bacteria; Actinobacteria; 
Corynebacterineae; Corynebacteriaceae; Corynebacterium. 


NR_026196.1 


1501162 1502633 Sinomo 
Micrococcaceae 


NR_025252.1 


NR_025629.1 


NR_025605.1 


Mora 


Phyllo 


Psychrobacter 
0 Psychrobacter 
xellaceae; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Sinomonas atrocyanea 

nas atrocyanea Bacteria; 

; Sinomonas. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Rhodovarius 
8 Rhodovarius 


Woodsholea maritima 


1614821 1616241 Woodsholea maritima Bacteria; 


gi| 219878459 |ref 


gi| 219878428 |ref 


1625384 162685 
Actinomycetales; 


NR_025598.1 
Micrococc 


NR_025567.1 


Woodshole 


a. 
Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Clostridium bolteae 


1669639 1671136 Clostridium bolteae Bacteria; 


Clostridium. 
219878404 |ref 


gi 


NR_025543.1 


Thermoleophilum album 


1704738 1706197 Thermoleophilum album Bacteria; 


345890 Bacteria_16S 1706925 1707009 21 103 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 1722185 17222855 103 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

345890 Bacteria_16S 1723726 1723826 5 103 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

345890 Bacteria_16S 1732788 1732884 9 103 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 


strain JK 615 16S 


Firmicutes; 


saalensis strain 


Clostridia; Clostridiales; Lachnospiraceae; 
345890 Bacteria_16S 
agarivorans strai 
agarivorans Bacteria; 
Pseudoalteromonas 
345890 Bacteria_16S 


ribosomal RNA, partial sequence 


1754206 1754238 72 103 


gi 
Proteobacteria; 


1767728 1767824 9 103 gi 
ZF2 16S ribosomal RNA, partial sequence 


1732113 17335 
Butyrivibrio. 
219878370 
n KMM 255 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; 


219878359 


ref 


ref 
17670 


1753455 175495 
Alteromonadales; 


74 1768507 Sedime 


NR_025509.1 
Pseud 


NR_025498.1 


87 Butyrivibrio hungatei Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Sedimentibacter 
ntibacter saalensis 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

345890 Bacteria_16S 1770730 1770834 1 103 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

345890 Bacteria_16S 1807111 1807179 1 69 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 


strain DSM 46000 
strain DSM 10404 


Bacteria; 


strain VenChi2 16 
Fusobacteria; Fus 


345890 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


345890 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


345890 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


345890 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


345890 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


Firmicu 
345890 Bacteria_16S 
alexandrii strain 
alexandrii Bacter 
345890 Bacteria_16S 


1824008 18241121 
16S ribosomal RNA, complete sequence 
tes; Bacillales; Bacillaceae; Halobacill 
1828465 1828561 9 103 gi 
C116-18 16S ribosomal RNA, partial sequ 
ia; Proteobacteria; Alphaproteobacteria; 
1831640 1831672 72 103 gi 
S ribosomal RNA, partial sequence 


103 gi 


e; Corynebacterium. 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


345890 Bacteria_16S 219878320 


219878317 


occineae; 
ref 
18233 
us. 

ref 
ence 


ref 


01 1824836 Haloba 


1827843 18292 
Rhodobacterales; 
219878315 
1830898 18324 


NR_025459.1 


NR_025456.1 
6 
Hyphom 
NR_025454.1 


32 Oerskovia jenensis Bacteria; 
Cellulomonadac 


eae; Oerskovia. 
Halobacillus trueperi 
cillus trueperi 


Oceanicaulis 
6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


obacteriales; Fusobacteriaceae; Ilyobacter. 

1843877 1843981 1 103 gi|219878306|ref|NR_025445.1| Isobaculum melis 
S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
bacillales; Carnobacteriaceae; Isobaculum. 

1857350 1857454 1 103 gi| 219878296 |ref|NR_025435.1| Trichococcus palustris 
6S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
bacillales; Carnobacteriaceae; Trichococcus. 

1903313 1903417 1 103 gi|219878261|ref|NR_025400.1| Facklamia miroungae 
bosomal RNA, partial sequence 1902626 1904030 Facklamia miroungae Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

1913510 19136105 103 gi|219878253|ref|NR_025392.1| Acinetobacter ursingii 
pe 16S ribosomal RNA, partial sequence 1912872 1914310 Acinetobacter ursingii 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

1953292 1953396 1 103 gi|219878226|ref|NR_025365.1| Corynebacterium 

CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


345890 Bacteria_16S 


1956203 1956295 13 


103 


strain EDIV 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


345890 Bacteria_16S 
strain CF-25 16S 


345890 Bacteria_16S 
strain m2661/98/1 
Firmicutes; 
345890 Bacteria_16S 


1957732 1957836 1 


1960857 1960961 1 


Enterococcaceae; 
2011576 2011680 2 


Sphingomonadales; 


103 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


103 


16S ribosomal RNA, partial sequence 


Lactobacillales; Vagococcus. 


104 


strain 534-30 16S ribosomal RNA, partial sequence 


Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 


345890 Bacteria_16S 


strain ATCC 15260 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


345890 Bacteria_16S 


variabile strain DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


2016005 2016097 13 


2030846 2030950 1 


Corynebacteriaceae; Corynebacterium. 


345890 Bacteria_16S 


simulans strain UCL553 16S ribosomal RNA, partial sequence 


2036935 2037039 1 


103 


Sphingomonadales; 


103 


103 


gi| 219878224 
1955571 19570 


gi|219878223 
1957067 19585 


219878221 
19601 


gi 


219878188 
124 


gi 
2010901 20 


219878185 
20153 


gi 


gi|219878175 


gi|219878170 


Sphingomonadaceae; 


ref |NR_025363.1 


ref |NR_025362.1 


Micrococcaceae 
ref|NR_025360.1 
ref |NR_025327.1 


04 Planctomyces 


ref |NR_025324.1 


ref |NR_025314.1 
2030195 203163 


Sphingomonas pituitosa 


16 Sphingomonas pituitosa Bacteria; 
Sphingomonas. 


Arthrobacter luteolus 


65 Arthrobacter luteolus Bacteria; 


; Arthrobacter. 
Vagococcus fessus 


67 1961603 Vagococcus fessus Bacteria; 


Planctomyces maris 


maris Bacteria; 
Planctomyces. 


Caulobacter leidyia 


75 2016816 Caulobacter leidyia Bacteria; 
Sphingomonadaceae. 


Corynebacterium 
0 Corynebacterium 


Corynebacterineae; 


ref|NR_025309.1 


Corynebacterium 


2036284 2037751 Corynebacterium simulans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


345890 Bacteria_16S 2066166 2066270 1 103 gi|219878146|ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
345890 Bacteria_16S 2076904 2076936 1 33 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

345890 Bacteria_16S 2078464 2078496 1 33 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

345890 Bacteria_16S 2080023 2080055 1 33 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

345890 Bacteria_16S 2081575 2081607 1 33 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

345890 Bacteria_16S 2119632 2119736 1 103 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

345890 Bacteria_16S 2154275 2154367 13 103 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

345890 Bacteria_16S 2169513 2169617 1 103 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

345890 Bacteria_16S 2186187 2186291 1 103 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

345890 Bacteria_16S 2190791 2190895 1 103 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

345890 Bacteria_16S 2192288 2192392 1 103 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

345890 Bacteria_16S 2249865 2249969 1 103 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

345890 Bacteria_16S 2251390 2251494 1 103 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

345890 Bacteria_16S 2256024 2256128 1 103 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

345890 Bacteria_16S 2404663 2404767 1 103 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 


strain MT-1077 16 
Firmicutes; Lacto 


peptidivorans str 
peptidivorans Bac 


strain KMM 3299 1 
Proteobacteria; G 


olivapovliticus s 
olivapovliticus B 
345890 Bacteria_1 
strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 


345890 Bacteria_1 
strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 


345890 Bacteria_1 
putrefaciens stra 
putrefaciens Bact 


S ribosomal RNA, partial sequence 
bacillales; 
345890 Bacteria_16S 
ain TMC4 16S ribosomal RNA, partial se 
teria; 
345890 Bacteria_16S 


Lactobacillaceae; Lactobacil 


2435132 2435224 13 103 gi 
qu 
Clostridi 


gi 


Firmicutes; Clostridia; 
2442742 2442842 5 103 
She 


2448858 2448962 1 103 gi 
ia 
Firmicutes; Lactobacillales; Ca 
6S 2459387 2459479 13 103 gi 


ribosomal RNA, partial sequence 


345890 Bacteria_1 


pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 


2403965 24054 


219857431 


219857424 
6S ribosomal RNA, partial sequence 2442080 24435 
ammaproteobacteria; Alteromonadales; 
345890 Bacteria_16S 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; 


wanellac 
219857420 


219857410 
2458757 24601 


lus. 


ence 


ales; Cl 


1 sequen 
rnobacte 


Sphingomonadales; Sphingomon 
6S 2460878 2460970 13 103 gi| 219857409 
ribosomal RNA, partial sequence 2460248 24616 

Sphingomonadales; Sphingomon 
6S 2463905 2463997 13 103 gi|219857407 
in DSM 1291 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Clo 
6S 2513740 2513844 1 103 gi| 219857368 


86 Lactobacillus 


ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_025012.1 


eae; Shewanella 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref |NR_024998.1 


adac 
ref 


eae; Sphingo 
NR_024997.1 


adaceae; Sphingo: 
ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 


kimchii Bacteria; 


Clostridium 

3 Clostridium 
ostridium. 
Shewanella japonica 


41 Shewanella japonica Bacteria; 


Alkalibacterium 

1 Alkalibacterium 
acterium. 

Sphingomonas koreensis 


97 Sphingomonas koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


89 Sphingomonas aquatilis Bacteria; 


monas. 
Clostridium 
2 Clostridium 
stridium. 


ref |NR_024956.1 


Xylanimicrobium 


2513094 2514560 Xylanimicrobium pachnodae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanimicrobium. 


345890 Bacteria_16S 
ATcc 700122 16S r 
€ 
345890 Bacteria_16S 


Actinobacteria; 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


345890 Bacteria_16S 


strain VP-6 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
345890 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


345890 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


345890 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


345890 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; D 


345890 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


345890 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


345890 Bacteria_16S 


haemolyticum stra 
haemolyticum Bact 


345890 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


345890 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


345890 Bacteria_16S 


halophilum strain 
halophilum Bacter 


345890 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


345890 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


345890 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


345890 Bacteria_16S 


strain IFO 13613 
Proteobacteria; A 


345890 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


345890 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


345890 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


2519800 2519904 1 103 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
2534972 2535004 1 33 gi 
Ben 108 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
Friedmanniella. 

2537832 2537924 12 103 
ibosomal RNA, partial sequence 


gi 


gi 


2569445 2569537 13 103 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2615753 2615849 9 103 gi 
ridia; Clostridiales; Clostridiales Fa 
2655323 2655427 1 103 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

2713717 27138211 103 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhy 
2715242 2715342 5 103 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


gi 


2785913 2786009 9 103 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2793325 2793417 13 103 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2794863 2794959 9 103 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2864920 2865012 13 103 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


2877498 2877602 1 103 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2880628 2880732 1 103 gi 
S ribosomal RNA, partial sequence 


in NM-1 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
eae; Microlunatus. 

2976141 2976245 1 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3036881 3036977 9 103 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 


103 gi 


345890 Bacteria_16S 


strain CreCitl 16 


2713036 27 


qu 
e; 


ue 


cl 


ia 


219857364 


2519150 25206 
acterine 


ob 
219857354 

uence 

ct 


219857352 


2537193 25385 
homonada 


yp 
219857288 
sequence 
diales; 
219857255 


16S ribosomal RNA, partial sequence 2615060 26165 


mily XII. 
219857221 
sequence 
Ac 


219857179 


gromyxa 
219857178 
uence 
ria; 


Ps 


219857126 
ial seq 
clobaci 
219857121 
sequence 
iales; 
219857120 
sequence 
idiales; 
219856881 
sequence 
a; 


219856873 
ence 


219856871 


2879945 28814 


nce 


v 


219846939 


2975480 29769 
ostridiu 


219846898 
sequence 

les; 

219846886 


3053678 3053774 9 103 gi 
S ribosomal RNA, partial sequence 


inomycet 


CL 


tinomyce 


145 


eud 


uen 
lla 


Clo 


c 


Sphingo 


Salimic 


Actinomy 


Clo 


ref|NR_024952.1| Slackia exigua strain 

14 Slackia exigua ATCC 700122 Bacteria; 

ae; Coriobacteriaceae; Slackia. 

ref|NR_024942.1| Friedmanniella 
2534307 2535783 Friedmanniella 

ales; Propionibacterineae; 


v 


ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas 
ref|NR_024919.1 
2568768 257024 
ostridiaceae; Clostridium. 
ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 
ref|NR_024849.1| Corynebacterium 
2654667 2656138 Corynebacterium 
tales; Corynebacterineae; 


Clostridium 
8 Clostridium 


ref|NR_024807.1| Enhygromyxa salina 
15 Enhygromyxa salina Bacteria; 


ref|NR_024806.1 
2714566 271605 
omonadales; Mora 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref |NR_024749.1 
2792664 279412 
stridiaceae; Clo 
ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
lostridiaceae; Alkaliphilus. 
ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 
monadales; Sphingomonadaceae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Clostridium 
8 Clostridium 
stridium. 


ref|NR_024692.1 

2876799 287831 
robium. 
ref|NR_024690.1| Bacillus carboniphilus 
48 Bacillus carboniphilus Bacteria; 


Salimicrobium 
5 Salimicrobium 


lales; Bacillaceae; Bacillus. 

2885206 2885298 13 103 gi|219856866|ref|NR_024685.1| Sphingomonas 
S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

2898683 2898715 1 33 gi| 219856857 |ref|NR_024676.1| Micropruina 
n Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

2929173 2929269 9 103 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
lphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

2968461 2968493 1 33 gi|219846945|ref|NR_026537.1| Microlunatus 


7 Microlunatus 
ibacterineae; 


2967820 29692 
cetales; Propio 


8 
n 


ref|NR_026531.1| Clostridium ultunense 

25 Clostridium ultunense Bacteria; 

m. 

ref|NR_026490.1 
3036217 303768 

stridiaceae; Clo 

ref |NR_026478.1 


Clostridium 

6 Clostridium 
stridium. 

Formivibrio citricus 


3052993 3054482 Formivibrio citricus Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 


345890 Bacteria_ 


strain ml1134/97/1 


16S 3070195 3070299 1 103 gi 


16S ribosomal RNA, partial sequence 


219846875 


ref |NR_026467.1 


3069511 3070973 Vagoco 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

345890 Bacteria_16S 3079140 3079244 1 103 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
345890 Bacteria_16S 3082292 3082396 1 103 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 

345890 Bacteria_16S 3089820 3089924 1 103 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

345890 Bacteria_16S 3092688 3092792 1 103 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

345890 Bacteria_16S 3094207 3094311 1 103 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

345890 Bacteria_16S 3101727 3101823 9 103 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

345890 Bacteria_16S 3110680 3110776 9 103 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 
345890 Bacteria_16S 3119861 3119965 1 103 gi|219846842|ref|NR_026434.1| Corynebacterium 
riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 3119211 3120593 Corynebacterium 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

345890 Bacteria_16S 3148296 3148400 1 103 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

345890 Bacteria_16S 3152888 3152992 1 103 gi|219846820|ref|NR_026412.1| Terracoccus luteus 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Terracoccus. 
345890 Bacteria_16S 3165135 3165239 1 103 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 


strain YH-15 16S 
Firmicutes; 


mathranii strain 


Bacteria; 


mucifaciens Bacte 
Corynebacteriacea 


345890 Bacteria_16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


345890 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


345890 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


345890 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


345890 Bacteria_16S 


imitans strain 20 


Lacto 
345890 Bacteria_16S 


Firmicu 
345890 Bacteria_16S 
mucifaciens strai 


ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
3174236 3174340 1 103 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3175765 3175869 1 103 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3178862 3178966 1 
IBS B52218 16S 
a; Acti 
e; Corynebacterium. 

3197266 3197362 9 103 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


103 gi 
ribosomal RNA, partial 


3207705 3207809 1 103 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3209200 3209292 13 103 gi 
Sphingomonadales; 
3210692 3210784 13 103 gi 


Sphingomonadales; 

3213678 3213782 1 103 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3215201 3215305 1 103 gi 
23 16S ribosomal RNA, partial sequence 


il 


Ss; 


s 


se 


nobacteria; Actinobacteridae; Act 


ue 


’ 


ia 


e; 


Sp 


Sp 


ti 
da 


3164429 31659 


lus 


219846 


Th 


219846804 


equ 


Actinomyc 


219846802 


que 
ino 


219846790 


nce 
Sph 


219846783 


ls 
Ac 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
345890 Bacteria_16S 


hin 


219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
345890 Bacteria_16S 


hin 


219846778 


al 
e; 


219846777 


45 Lactobacillus 
805 
31735 
ermoa 


ref |NR_026397.1 
65 3175071 Thermo 
naerobacteracea 
ref|NR_026396.1 

3175122 317658 
etales; Coryneba 


ence 


ref |NR_0263 
3178210 31795 
ales; Corynebac 


94.1 
3 
t 


nce 
mycet 


, 


ref|NR_026382.1 
196654 319807 


ingomonadales; Sphing 


w 


ref|NR_026375.1 
equence 3207052 320851 
tinomycetales; Coryne 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026370.1 
nce 321302 
omycetales; Cory 


gomon 


gomon 


seque 
Actin 


ref |NR_026369.1 


e: 


kunkeei Bacteria; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Corynebacterium 

0 Corynebacterium 
cterineae; 


v 


Corynebacterium 
2 Corynebacterium 
erineae; 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Sphingomonas mali 


mali Bacteria; 
monas. 


Sphingomonas pruni 


pruni Bacteria; 
monas. 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


3214549 3216020 Coryne 


Corynebacterium 
bacterium imitans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


345890 Bacteria_16S 


3248647 3248739 13 103 


strain WV6 16S ribosomal RNA, partial sequence 


Firmicutes; 
345890 Bacteria_16S 
strain LMG 2142 1 


345890 Bacteria_16S 


Clostridia; 


Clostridiales; 


3262048 3262140 13 103 


3265092 3265184 13 103 


DSM 10228 16S ribosomal RNA, partial sequence 


Firmicutes; 
345890 Bacteria_16S 
strain DSM 10365 
Firmicutes; 
345890 Bacteria_16S 
strain DSM 7083 1 


345890 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 


345890 Bacteria_16S 3362642 3362746 1 103 gi|219846675|ref|NR_026267.1 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

345890 Bacteria_16S 3391431 3391463 72 103 gi| 219846651 |ref|NR_026243.1 


strain DSM 9537 1 
Fusobacteria; 
345890 Bacteria_16S 
strain DSM 20116 


345890 Bacteria_16S 
pfennigii strain 


Syntrophobacter. 
345890 Bacteria_16S 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 
nigrifaciens Bacteria; 


Pseudoalteromonas. 
345890 Bacteria_16S 


Clostridia; 


Clostridiales; 
3286328 3286420 13 103 
Clostridiales; 


3356366 3356434 1 69 


3361075 3361179 1 103 


DSM 20408 16S ribosomal RNA, partial 
Bacillaceae; 


Firmicutes; Bacillales; 


3406521 3406625 1 103 


3408095 3408191 9 103 


3421634 3421666 72 103 
Proteobacteria; 


3426078 3426110 72 103 


Clostridiaceae; 


Sphingomonadales; 


Clostridiaceae; 


Clostridiaceae; 


Gammaproteobacteria; 


gi 


gi 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridia; 


219846755 
3247999 32493 
Clostridium. 
219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 


ref |NR_026347.1 


ref |NR_026338.1 
78 Sphingomonas 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Sphingomonas trueperi 


trueperi Bacteria; 


Sphingomonadaceae; Sphingomonas. 
gi|219846744|ref|NR_026336.1| Clostridium vincentii 
3264433 3265896 Clostridium vincentii Bacteria; 

Clostridium. 
gi|219846730|ref|NR_026322.1| Clostridium pascui 

40 Clostridium pascui Bacteria; 

Clostridium. 

gi|219846679|ref|NR_026271.1| Dermabacter hominis 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219846676 


gi 
sequence 


6S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; Fusobacteriaceae; Propionigenium. 
219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219846640 
DSM 10092 16S ribosomal RNA, partial sequence 

pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; 


gi 


gi 


gi 


gi 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 


aurantia Bacteria; 
Pseudoalteromonas. 
345890 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; 


3430455 3430559 1 103 


gi 


Marinococcus. 


Syntrophobacterales; 
219846630 
sequence 3420894 34223 
Alteromonadales; 
219846627 


Alteromonadales; 


219846624 


Dermabacterace 
ref |NR_026268.1 
3360383 336190 


ref |NR_026233.1 
Micrococcaceae 
ref |NR_026232.1 
3407396 340888 
Syn 
ref |NR_026222.1 
2 
Pseu 


ref|NR_026219.1 
3425334 342676 
Pseudoal 


ref |NR_026216.1 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Arthrobacter aurescens 


45 Arthrobacter aurescens Bacteria; 


; Arthrobacter. 
Syntrophobacter 

1 Syntrophobacter 

trophobacteraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


teromonadaceae; 


Corynebacterium 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


345890 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3434633 3434737 1 103 gi 
CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


s 


qu 
in 


219846620 


ence 


equence 
Actinomyc 


omycetal 


etales; 
ref 


es; 


3429781 34311 


NR_026212.1 
3433993 34353 


Z 
Corynebacterineae; 


7 
Corynebacterineae; 


345890 Bacteria_16S 
strain DSM 20315 


3452805 3452909 1 103 


gi 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 


ref|NR_026200.1 


4 Corynebacterium 


Corynebacterium 
3 Corynebacterium 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


345890 Bacteria_16S 3455861 3455965 1 103 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
345890 Bacteria_16S 3460405 3460509 1 103 gi|219846602|ref|NR_026194.1| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

345890 Bacteria_16S 3468016 3468120 1 103 gi| 219846597 |ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 


crystallopoietes 


Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


345890 Bacteria_16S 
strain DSM 20133 


345890 Bacteria_16S 


neopropionicum strain DSM 3847 16S ribosomal RNA, 
neopropionicum Bacteria; 


345890 Bacteria_16S 


345890 Bacteria_16S 


3469542 3469646 1 103 


3527158 3527250 13 103 


Firmicutes; 
3550243 3550335 13 


Clostridia; 
103 


Firmicutes; 
3571520 3571624 1 


Clostridia; 
103 


strain 234/92 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; 


Bifidobacteriales; 


gi 


gi 


gi 


Clostridiales; 
219846528 


gi 


Actinomycetales; 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219846558 
complete sequence 3526458 3 
Clostridiales; 
219846543 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 
paraputrificum Bacteria; 


Mic 


ref|NR_026188.1 
48 Arthrobacter 
Micrococcaceae 
ref|NR_026150.1 
52796 
Clostridiaceae; C 
ref |NR_026135.1 
354957 
Clostridiaceae; C 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 
Clostridium 

8 Clostridium 

lostridium. 
Clostridium 

2 3551038 Clostridium 

lostridium. 


ref |NR_026120.1 


Turicella otitidis 


3570843 3572303 Turicella otitidis Bacteria; 


Turicella. 


345890 Bacteria_16S 


thermopalmarium strain BVP 16S ribosomal RNA, partial s 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clost 


345890 Bacteria_16S 


acetivorans strain A63 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 


345890 Bacteria_16S 


strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 
Clostridiaceae; 


Firmicutes; 
345890 Bacteria_16S 


Clostridia; 


3583560 3583652 13 


3588213 3588317 1 


3592857 3592941 21 


Clostridiales; 
3653533 3653617 21 


103 


103 


103 


103 


gi 


gi 


gi 


gi 


halophilum strain SEBR 3139 16S ribosomal RNA, partial 


halophilum Bacteria; Firmicutes; Clostridia; Clostridia 


345890 Bacteria_16S 
strain H152 16S r 


345890 Bacteria_16S 
gelidimarina stra 
gelidimarina Bacteria; 
345890 Bacteria_16S 

thermophilus stra 
thermophilus Bacteria; 
345890 Bacteria_16S 

aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 
345890 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bacteria; 
345890 Bacteria_16S 

funditum strain p 
Bacteria; Firmicutes; 
345890 Bacteria_16S 

hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 
345890 Bacteria_16S 
strain ATCC 27255 
Firmicutes; Clost 
345890 Bacteria_16S 
rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 
345890 Bacteria_16S 
strain ATCC VR-61 
Bacteria; Proteob 
spotted fever group. 
345890 Bacteria_16S 
strain Mtul 16S r 


fever group. 
345890 Bacteria_16S 
thermocopriae str 
thermocopriae Bac 
Thermoanaerobacter. 
345890 Bacteria_16S 
adiacens strain G 
adiacens Bacteria; 
345890 Bacteria_16S 
extorquens strain 
extorquens Bacter 
Methylobacterium. 
345890 Bacteria_16S 
alimentarius stra 
alimentarius Bact 
Psychrobacter. 

345890 Bacteria_16S 
aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas 
345890 Bacteria_16S 


eria; 


cteria; 


ridia; 


teria; 


3656521 3656617 9 


3658103 3658203 5 


Proteobacteria; 
3678003 3678099 9 


Deferribacteres; 
3679534 3679558 9 


3763269 3763373 1 


Firmicutes; 
3811467 38115711 


Lactobacillales; 
3816107 3816199 13 


Proteobacteria; 
3832815 38329119 


Clostridiales; 
3846398 3846422 9 


in 3-7-6 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacte 
ed fever group. 


3847888 3847912 9 


3849378 3849402 9 


3881443 3881547 1 


Firmicutes; 


3932075 3932179 1 


IFU 12706 16S ribosomal RNA, 
Firmicutes; 


3939257 3939349 13 


TK 0001 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteri 


4022398 4022498 5 
Proteobacteria; 


4052692 4052724 72 


4058641 4058745 1 


103 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


103 


103 


33 


103 


103 


103 


103 


33 


33 


33 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


103 


103 
co. 


Lactobacillales; 


103 


103 


103 


103 


gi 
36 


gi 


in ACAM 456 16S ribosomal RNA, partial 
Gammaproteobacte 


gi 


in BMA1 16S ribosomal RNA, partial seq 
Deferribacteral 


gi 


ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 


gi 


in ATCC 19171 16S ribosomal RNA, parti 


Clostridia; Clostrid 


gi 


£3 16S ribosomal RNA, partial sequence 
Carnobacteriacea 


gi 


rain R3 16S ribosomal RNA, partial seq 
Gammaproteobac 


gi 


16S ribosomal RNA, partial sequence 
Ruminococcaceae; 


gi 


complete s 


gi 


1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Ricketts 


gi 


3848728 38501 


gi 


ain JT-3 16S ribosomal RNA, partial se 


Clostridia; Thermoa 


gi 
mplete 


Carnoba 


gi 


complete s 


gi 


in JG-100 16S ribosomal RNA, partial s 
Gammaproteobacte 


gi 


3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


gi 


219846520 
equence 

ridiales; 
219846517 
nce 35875 
ellales; 
219846513 


el 
219846469 
sequence 
les; 
219846467 
55877 36573 
biaceae; 
219846466 
sequence 
ria; Alter 
219846452 
uence 
es; Deferr 
219846451 
quence 
eria; 


219846390 
al sequenc 
iales; Lac 
219846355 
38107 
e; Carnoba 
219846352 
uence 
teria; Chr 
219846340 
38321 
Ruminococ 
219846331 
equence 

ria; Ricke 


219846330 
38472 
iales; Ric 
219846329 


kettsiacea 
219846308 
quence 
naerobacte 


219846272 
sequence 
cteriaceae 
219846266 
equence 
a; Rhizobi 


219846208 
equence 
ria; Pseud 


219846185 
nce 40519 
nadales; P 


D 


ostridiu 


Pepto 


R 


Rick 


ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref|NR_026109.1 
07 3589069 Desul 
esulfurellaceae; 
ref|NR_026105.1 


m. 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desu 
ref|NR_026059.1 


hizobium/Agrobac 
ref|NR_026058.1 

3657404 365891 
omonadales; She 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; D 
ref |NR_026042.1 

3678896 368032 
ettsiales; Rick 


ref |NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref |NR_025943.1 

3815400 381690 
omatiales; Halot 


ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref |NR_025921.1 

3845748 384718 
ttsiales; Ricket 


ref |NR_025920.1 
38 3848677 Ricket 
kettsiaceae; Ric 


ref |NR_025919.1 


R 


e; Rickettsieae; 
ref|NR_025898.1 
3880766 388228 


rales; Thermoana 


ref|NR_025862.1 
3931373 393277 
Granulicatell 
NR_025856.1 
3938625 394003 
ales; Methylobac 


o@ 


, 


ref |NR_025798.1 
4021723 402321 
omonadales; Mora 


ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


219846181 


£ 


ag 


wanellaceae; 


e 


e 


Clostridium 
5 Clostridium 
Clostridium. 
Desulfurella 
urella acetivorans 
Desulfurella. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Shewanella 

0 Shewanella 

Shewanella. 
Deferribacter 

5 Deferribacter 

ferribacter. 
Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Carnobacterium 
acterium funditum 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 
Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Granulicatella 

8 Granulicatella 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


ref|NR_025771.1 


Citricoccus 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Citric 


occus. 


345890 Bacteria_16S 4078345 4078441 9 103 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 


phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

345890 Bacteria_16S 4079921 4079953 1 33 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

345890 Bacteria_16S 4105468 4105572 1 103 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

345890 Bacteria_16S 4137427 4137459 1 33 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

345890 Bacteria_16S 4143689 41437211 33 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

345890 Bacteria_16S 4148386 4148418 1 33 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

345890 Bacteria_16S 4156066 4156098 1 33 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

345890 Bacteria_16S 4171406 41715101 103 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

345890 Bacteria_16S 4200216 4200320 1 103 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
345890 Bacteria_16S 4213959 4213991 72 103 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
345890 Bacteria_16S 4215513 4215545 72 103 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
345890 Bacteria_16S 4232099 42321959 103 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 
345890 Bacteria_16S 4241109 4241201 13 103 gi| 219846041 |ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 


345890 Bacteria_16S 106747 106782 72 106 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

345890 Bacteria_16S 185921 185952 1 32 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

345890 Bacteria_16S 201266 201297 1 32 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

345890 Bacteria_16S 216720 216815 11 104 gi|265678918|ref|NR_029226.1| Blastopirellula marina 


strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 


345890 Bacteria_16S 277496 277527 3 34 gi| 265678875 |ref|NR_029181.1| Mycoplasma feliminutum 
strain Ben 16S ribosomal RNA, partial sequence 276812 278270 Mycoplasma feliminutum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

345890 Bacteria_16S 315442 315465 9 32 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

345890 Bacteria_16S 319825 319856 3 34 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

345890 Bacteria_16S 451384 451443 49 106 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 


strain Met-12 16S ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 


345890 Bacteria_16S 614386 614445 49 106 gi|265678642|ref|NR_028947.1| Petrotoga olearia 
strain SL24 16S ribosomal RNA, partial sequence 613678 615152 Petrotoga olearia Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

345890 Bacteria_16S 751575 751673 5 103 gi|265678545|ref|NR_028849.1| Acinetobacter towneri 


strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


345890 Bacteria_16S 


strain B2 16S rib 
Proteobacteria; G 


345890 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


345890 Bacteria_16S 


strain ASpGl 16S 
Spirochaetes; Spi 


345890 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


345890 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


345890 Bacteria_16S 


AT 
AT 


serovar 3 str. 
serovar 3 str. 


345890 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


345890 Bacteria_16S 
16S ribosomal RNA, partial sequence 1417633 14190 


strain s840-96-2 
Firmicutes; Clost 


345890 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


345890 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


345890 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


345890 Bacteria_16S 


strain LMG 21857 


motogales; 
345890 Bacteria_16S 


teria; 


ammaproteobacteria; Alteromonadales; Alt 
1702409 1702440 1 32 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1813275 1813334 49 106 gi 
ibosomal RNA, partial sequence 
Thermotogaceae; Petrotoga. 
1860415 1860446 1 32 gi 
ain LMG 21861 16S ribosomal RNA, parti 
Proteobacteria; Gammaproteobact 


nc 
11 


al 
er 
1869576 1869607 1 


32 gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecol 
345890 Bacteria_16S 2101339 2101370 1 32 gi|219878121|ref|NR_025260.1 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 21021 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
345890 Bacteria_16S 2202915 2202970 50 103 gi| 219857597 |ref|NR_025185.1 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 2202199 220366 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
345890 Bacteria_16S 2533476 2533570 11 103 gi| 219857355 |ref|NR_024943.1 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Pered 
345890 Bacteria_16S 2730547 2730578 1 32 gi|219857167|ref|NR_024795.1 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystacea 
345890 Bacteria_16S 2732072 2732103 1 32 gi|219857166|ref|NR_024794.1 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 273285 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinil 
345890 Bacteria_16S 2817486 2817517 1 32 gi|219856912|ref|NR_024733.1 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 281828 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelo 
Coprobacillus. 

345890 Bacteria_16S 3017309 3017352 63 104 gi|219846912|ref|NR_026504.1 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 30179 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

345890 Bacteria_16S 3030762 3030793 1 32 gi|219846903|ref|NR_026495.1 
strain I50 16S ribosomal RNA, partial sequence 3030089 30315 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

345890 Bacteria_16S 3038427 3038458 1 32 gi| 219846897 |ref|NR_026489.1 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 30392 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

345890 Bacteria_16S 3047585 3047616 1 32 gi|219846890|ref|NR_026482.1 


e 1701 


us. 


219878327 
1812567 18140 


219878294 


sequen 
ia; Alt 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 


tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 


tabacinasalis Bacteria; 


Firmicutes; 


Lactobacillales; Aerococcaceae; 


eromonad 
219878406 


ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; H 
1700830 1700861 1 32 gi| 219878407 |ref|NR_025546.1 
S ribosomal RNA, partial sequence 1700153 17016 


aceae; Glaciecol 
ref|NR_025545.1 
702 1703230 Haloba 


ref |NR_025466.1 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


Cc 
e 


ref |NR_025427.1 


752950 753048 5 103 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
osomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

772737 TI2768 1 32 gi|265678531|ref|NR_028835.1| Atopostipes 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

792768 792799 1 32 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
rochaetales; Spirochaetaceae; Spirochaeta. 

832592 832623 1 32 gi| 265678491 |ref|NR_028794.1| Enterococcus 


n 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 

891498 891541 63 104 gi|265678450|ref|NR_028752.1| Orenia sivashensis 

ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

1122126 1122157 1 32 gi|228715451|ref|NR_027532.1| Ureaplasma parvum 
CC 27815 16S ribosomal RNA, partial sequence 1121455 1122893 Ureaplasma parvum 
CC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

1165976 1166007 1 32 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
somal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
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345890 Bacteria_16S 3318301 3318332 1 32 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
345890 Bacteria_16S 3374725 3374768 63 104 gi|219846667|ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
345890 Bacteria_16S 3436066 3436161 1 95 gi|219846619|ref|NR_026211.1| Corynebacterium auris 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
345890 Bacteria_16S 3516457 3516561 1 103 gi|219846565|ref|NR_026157.1| Curtobacterium luteum 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
345890 Bacteria_16S 3600569 3600600 1 32 gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 


345890 Bacteria_16S 3661203 3661234 1 32 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
strain IC079 16S ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

345890 Bacteria_16S 3899997 3900080 13 95 gi|219846295|ref|NR_025885.1| Roseibium denhamense 


strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 


345890 Bacteria_16S 3907655 3907686 1 32 gi|219846289|ref|NR_025879.1| Ureaplasma felinum 
strain FT2-B 16S ribosomal RNA, partial sequence 3906969 3908441 Ureaplasma felinum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

345890 Bacteria_16S 3909178 3909209 1 32 gi|219846288|ref|NR_025878.1| Ureaplasma diversum 
strain A417 16S ribosomal RNA, partial sequence 3908492 3909969 Ureaplasma diversum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

345890 Bacteria_16S 3910708 3910739 1 32 gi| 219846287 |ref|NR_025877.1| Ureaplasma 
canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 3910020 3911499 Ureaplasma 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

345890 Bacteria_16S 4005734 4005765 1 32 gi|219846221|ref|NR_025811.1] Salinimonas 


chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 
345890 Bacteria_16S 4045157 4045188 1 32 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

345890 Bacteria_16S 4138992 4139023 1 32 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

345890 Bacteria_16S 4157631 4157662 1 32 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

345890 Bacteria_16S 89709 89806 1 97 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
345890 Bacteria_16S 189021 189055 9 43 gi|265678937|ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 377372 377402 1 31 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


rs 


345890 Bacteria_16S 386592 386622 1 31 gi|265678797|ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
345890 Bacteria_16S 394253 394295 1 43 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

345890 Bacteria_16S 439122 439216 11 103 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 


strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 


345890 Bacteria_16S 466558 466588 1 31 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

345890 Bacteria_16S 494259 494289 1 31 gi| 265678722 |ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 


kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
345890 Bacteria_16S 495764 495794 1 31 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 


gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
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345890 Bacteria_16S 2089183 2089213 1 31 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

345890 Bacteria_16S 2228543 2228573 1 31 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

345890 Bacteria_16S 2307748 2307778 1 31 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

345890 Bacteria_16S 2313796 2313822 8 34 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

345890 Bacteria_16S 2328863 2328893 1 31 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

345890 Bacteria_16S 2346959 2346989 1 31 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

345890 Bacteria_16S 2348468 2348498 1 31 gi| 219857495 |ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

345890 Bacteria_16S 2413951 2414045 11 103 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 
strain AML-C10 16S ribosomal RNA, partial sequence 2413261 2414776 Methylosarcina fibrata Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 

345890 Bacteria_16S 2427657 2427751 11 103 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
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345890 Bacteria_16S 2814418 2814448 1 31 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
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strain DSM 20119 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
345890 Bacteria_16S 


strain DSM 20546 


polychromogenes s 
polychromogenes B 


Micrococcaceae; Arthrobacter. 
345890 Bacteria_16S 


strain DSM 20545 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


345890 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


345890 Bacteria_16S 


sporothermodurans 
sporothermodurans 


345890 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


345890 Bacteria_16S 


strain Td-21 16S 


Proteobacteria; B 


345890 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


345890 Bacteria_16S 


strain CM2104 16S 
Actinobacteria; A 


345890 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


345890 Bacteria_16S 


strain JC1078 16S 
Actinobacteria; A 


345890 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


3098789 3098819 1 31 gi 
oc 
3221319 3221349 1 31 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3222838 3222868 1 31 gi 
train Wlr3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobac 


en 
ri: 


se 
te 
3225802 3225832 1 31 gi 
oc 
3377730 3377760 1 31 
ibosomal RNA, partial sequence 


gi 


oc 
3398865 3398895 1 31 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


Ss 


3400399 3400429 1 31 gi 


oc 


3401925 3401955 1 31 gi 
oc 
3458884 3458914 1 31 gi 
ain DSM 20168 16S ribosomal RNA, parti 


teria; Actinobacteria; Actinobacterida 


al 
e; 
3461925 3461955 1 31 gi 
oc 
3463448 3463478 1 31 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


ti 
da 
3464971 3465001 1 31 gi 
oc 
3466494 3466524 1 31 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


se 
Ac 


3471060 3471090 1 31 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 


3723177 3723203 8 34 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3828357 3828451 11 103 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3855449 3855479 1 31 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3973354 3973384 1 31 gi 


1 
il 


ct 


Oc 


etaproteobacteria; Burkholderiales; Oxal 
4011774 4011804 1 31 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
4042128 4042154 8 34 gi 


ribosomal RNA, partial sequence 


oc 


ctinobacteridae; Actinomycetales; Microc 


219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


occineae 


219846773 


ce 32206 
ales; Ox 


219846772 


quence 
ria; Bur 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


occineae 


219846664 
3377063 33785 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


occineae 


219846646 


equence 


Actinomyc 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


occineae 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


occineae 


219846603 


sequenc 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


345890 Bacteria_16S 219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 


occineae 


219846598 


quence 
tinomyce 


219846595 


equence 


Actinomyc 


219846419 


sequence 
laceae; 


219846344 


38276 
eriales; 


219846325 
3854781 38562 


yclaceae 


219846243 
16S ribosomal RNA, partial sequence 3972687 39741 


obactera 


219846215 
4011119 40125 


occineae 


219846195 
4041510 40429 


lales; Bacillaceae; Bacillus. 
4054106 4054136 1 31 gi| 219846184 
ribosomal RNA, partial sequence 4053509 40549 


4197320 4197346 8 34 gi 
osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 


219846077 
4196627 4198008 Anoxybacillus gonensis Bacteria; 


Actinomycet 


occineae; 


occineae; 


ref|NR_026448.1| Arthrobacter rhombi 
44 Arthrobacter rhombi Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026365.1| Janthinobacterium 
51 3222119 Janthinobacterium lividum 
alobacteraceae; Janthinobacterium. 
ref|NR_026364.1| Janthinobacterium 
3222170 3223638 Janthinobacterium 
kholderiales; Oxalobacteraceae; 


, 


ref|NR_026362.1| Janibacter limosus 
21 Janibacter limosus Bacteria; 
; Intrasporangiaceae; Janibacter. 
ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 
; Dermacoccaceae; Kytococcus. 
ref|NR_026238.1] Arthrobacter 

3398202 3399685 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


’ 


Arthrobacter sulfureus 
13 Arthrobacter sulfureus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026236.1] Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026195.1] Arthrobacter 

e 3458220 3459692 Arthrobacter 

ales; Micrococcineae; 


ref |NR_026237.1 


, 


, 


ref|NR_026193.1 
33 Arthrobacter 
3; Micrococcacea 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


Arthrobacter ramosus 

ramosus Bacteria; 

e; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


ref|NR_026191.1 
79 Arthrobacter pascens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026190.1] Arthrobacter 

3465830 3467301 Arthrobacter 
tales; Micrococcineae; Micrococcaceae; 


Arthrobacter pascens 


, 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


ref|NR_026187.1 
3470399 347186 
etales; Micrococ 


Bacillus 
9 Bacillus 


ref |NR_026010.1 
3722493 372398 

Bacillus. 

ref |NR_025934.1 

53 3829122 Cardio 


Cardiobacterium 
bacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 

; Azoarcus. 
ref |NR_025833.1| Duganella zoogloeoides 
37 Duganella zoogloeoides Bacteria; 
ceae; Duganella 
ref|NR_025805.1| Janibacter melonis 
97 Janibacter melonis Bacteria; 

; Intrasporangiaceae; Janibacter. 
ref|NR_025785.1| Bacillus farraginis 
25 Bacillus farraginis Bacteria; 


ref|NR_025774.1 
29 Serinicoccus marinus Bacteria; 

; Intrasporangiaceae; Serinicoccus. 
ref|NR_025667.1| Anoxybacillus gonensis 


Serinicoccus marinus 


345890 Bacteria_ 
condimenti strain 
Firmicu 


Bacteria; 


345890 Bacteria_ 
thermoacetoxidans 
thermoacetoxidans 
345890 Bacteria_ 
strain KPA 16S ri 


Firmicutes; 


345890 Bacteria_ 
G33 16S ribosomal 
Actinobacteridae; 
345890 Bacteria_ 


strain SEBR 7054 
Thermotogae; 


345890 Bacteria_ 
saccharolyticus s 
saccharolyticus B 
345890 Bacteria_ 
strain CC-1 16S r 


Thermotogae; 


345890 Bacteria_ 
denticolens strai 
denticolens Bacte 


Parascardovia. 


345890 Bacteria_ 


saeculare strain 


Bacteria; Actinob 
345890 Bacteria_ 


strain S-182 16S 
Firmicutes; 


345890 Bacteria_ 


strain 124-2 16S 
Firmicutes; 


345890 Bacteria_ 


ibosomal RNA, partial sequence 


329993 33159 


16S 39888 39985 8 103 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
tes; Bacillales; Staphylococcus. 
16S 53802 53835 1 34 gi|265679028|ref|NR_029336.1| Desulfotomaculum 
strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
16S 94374 94407 1 34 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
bosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 109671 109728 48 103 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
16S 247454 247479 72 97 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 
16S ribosomal RNA, partial sequence 246697 248217 Thermotoga hypogea Bacteria; 
Thermotogales; Thermotogaceae; Thermotoga. 
16S 312436 312533 8 103 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
train S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
acteria; Firmicutes; Bacillales; Staphylococcus. 
16S 330711 330760 49 97 gi|265678840|ref|NR_029145.1| Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Thermotogales; Thermotogaceae; Geotoga. 
16S 337038 337095 48 103 gi| 265678833 |ref|NR_029138.1| Parascardovia 
n B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
ria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
16S 338603 338660 48 103 gi|265678832|ref|NR_029137.1| Bifidobacterium 
RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
16S 340136 340169 1 34 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Lactobacillales; Lactobacillaceae; Pediococcus. 
16S 344604 344637 1 34 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 377419 377476 48 103 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 

Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

345890 Bacteria_16S 380433 380466 1 34 gi| 265678801 |ref|NR_029106.1| Lactobacillus 

delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 
Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 

Lactobacillus. 

345890 Bacteria_16S 412832 412865 1 34 gi| 265678779 |ref|NR_029084.1| Lactobacillus 

gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 

gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

345890 Bacteria_16S 414436 414469 1 34 gi| 265678778 |ref|NR_029083.1| Lactobacillus 

kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 

kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

345890 Bacteria_16S 440643 440676 1 34 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 

strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

345890 Bacteria_16S 442231 442288 48 103 gi|265678760|ref|NR_029065.1| Bifidobacterium 

psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 

psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 

Bifidobacterium. 

345890 Bacteria_16S 475825 475858 1 34 gi|265678734|ref|NR_029039.1| Lactobacillus 

parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 

parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

345890 Bacteria_16S 495811 495868 48 103 gi|265678721|ref|NR_029026.1| Arthrobacter 

gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 

gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 


345890 Bacteria_ 
strain Sd/3 16S r 
Bacil 


Firmicutes; 


345890 Bacteria_ 
coryniformis subs 


16S 502005 502102 8 103 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

16S 508133 508166 1 34 gi 


p- torquens strain 30 16S ribosomal RN 


gi 


265678717 


501307 50281 


265678713 
A, 


complet 


ref|NR_029022.1| Bacillus indicus 
1 Bacillus indicus Bacteria; 


Lactobacillus 
507410 508930 


ref 
e se 


NR_029018.1 
quence 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 
345890 Bacteria_ 


strain Wt/la 16S 


Deinococcus-Thermus; 


Lactobacillus. 

16S 529463 529488 72 97 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 


gi 


Deinoco 


265678699 


ccaceae; 


ref Deinococcus indicus 


NR_029004.1 


528726 530192 Deinococcus indicus Bacteria; 
Deinococcus. 


345890 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


345890 Bacteria_16S 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


345890 Bacteria_16S 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


345890 Bacteria_16S 


strain CMS90 16S 
Actinobacteria; A 


345890 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


345890 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


345890 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


345890 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


345890 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


345890 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


345890 Bacteria_16S 


succinus subsp. s 


345890 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


345890 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; G 


345890 Bacteria_16S 


strain Kx146A4 16 


Firmicutes; Lacto 


345890 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


345890 Bacteria_16S 


1279 16S ribosoma 
Deinococcus-Therm 


345890 Bacteria_16S 


DSM 9946 16S ribo 
Deinococcus-Therm 


345890 Bacteria_16S 


strain Cal06 16S 
Actinobacteria; A 


541549 541646 8 103 gi 
CW1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 

552366 552423 48 103 gi 
613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


623381 623430 56 103 gi 
n IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

646499 646556 48 103 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
670476 670501 72 97 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
711012 711041 75 103 gi 

16S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; M 
718746 718843 8 103 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
761969 762066 8 103 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
788180 788237 48 103 gi 
bosomal RNA, partial sequence 


gi 


645783 64725 


669757 67122 


787469 78896 


265678691 
ce 54086 


265678684 
e 55170 
ales; Coryne 
265678636 
ial sequen 
Actinomycet 


265678620 


ococcineae; 


265678602 


265678575 
71023 
oritellace 
265678569 
ence 71801 
illus. 
265678538 
quence 
illaceae; 
265678520 


ae 


Pa 


ref 
2 542331 Staph 


ref 
3 553077 Coryn 


ba 


ref Ps 
ce 622694 62416 


al 


ref 
9 Arthrobacter 


Mi 


ref 
5 Marinitoga camini Bacteria; 


ref 
9 711741 Morit 


, 


ref 
9 719581 Virgi 


ref 
761257 76278 


en 


ref 
2 Methylophaga 


NR_028996.1 
y 


NR_028989.1 
e 
cterineae; C 
NR_028941.1 
8 
a 


es; Coryneb 


NR_028925.1 


crococcaceae 
NR_028907.1 


NR_028880.1 
e 
Moritella. 
NR_028873.1 
b 


NR_028842.1 
8 
ibacillus. 
NR_028824.1 


ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylop 

939314 939418 1 103 gi| 265678419 |ref|NR_028721.1 
ribosomal RNA, complete sequence 938639 94015 
ridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

1019098 1019195 8 103 gi| 265678365 |ref|NR_028667.1 
uccinus strain AMG-D1 16S ribosomal RNA, complete sequence 

Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; 

1046746 1046843 8 103 gi| 265678347 |ref|NR_028649.1 
ain BLx 16S ribosomal RNA, partial sequence 1046039 104752 
teria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

1111543 1111572 75 103 gi|265678301|ref|NR_028602.1 
6S ribosomal RNA, partial sequence 1110771 11122 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1123667 1123700 1 34 gi|224581425|ref|NR_027206.1 
S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

1156897 1156930 72 104 gi|228721492|ref|NR_027615.1 
12112 16S ribosomal RNA, partial sequence 1156151 1157635 Strept 
a; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacil 

1158377 1158402 72 97 gi|228721491|ref|NR_027614.1 
1 RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 
us; Deinococci; Thermales; Thermaceae; Meiothermus. 

1162956 1162981 72 97 gi|228720981|ref|NR_027600.1 
somal RNA, partial sequence 1162257 1163688 Meiothermus silvanus 
us; Deinococci; Thermales; Thermaceae; Meiothermus. 

1217388 1217445 48 103 gi| 219878473 |ref|NR_025612.1 
ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 

1256592 1256649 48 103 gi|219857144|ref|NR_024772.1 


345890 Bacteria_16S 
16S ribosomal RNA, partial sequence 1255896 12573 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


345890 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 
345890 
subsp. 
subsp. 
345890 
subsp. urealyticu 
capitis subsp. ur 


equorum st 
equorum Ba 


345890 Bacteria_16S 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 
Staphylococcus. 


carnosus subsp. Cc 


Bacteria_16S 


Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


1259603 1259628 72 97 gi 

19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1294172 1294269 8 103 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 
1320009 1320106 8 103 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1321551 1321648 8 103 gi 


arnosus Bacteria; Firmicutes; Bacillal 


ales; Coryne 
219846811 
ence 12588 
occales; D 
228715348 
sequence 
lococcus. 
228715347 
artial seq 
ales; Stap 
228715346 


ei 


ue 
hy 


es; 


ba 


ref 
78 1260346 Deino 


no 


ref 
1293463 12949 


ref 


nc 
lo 


ref 


cterineae; C 
NR_026403.1 
Cc 
coccaceae; D 
NR_027520.1 
i) 


NR_027519.1 
e 131930 
coccus. 


Staphylococcus 
lococcus nepalensis 


Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Corynebacterium 
Corynebacterium 


cterineae; 


Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 


Marinitoga camini 
Moritella viscosa 
lla viscosa Bacteria; 


Virgibacillus 
acillus marismortui 


Paenibacillus 
Paenibacillus 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Cerasibacillus 
2 Cerasibacillus 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Streptobacillus 
obacillus moniliformis 
lus. 

Meiothermus ruber DSM 

1279 Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Arthrobacter bergerei 


bergerei Bacteria; 


v 


Arthrobacter. 
Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 
Staphylococcus equorum 
6 Staphylococcus equorum 


Staphylococcus capitis 
0 1320791 Staphylococcus 


NR_027518.1 
132084 


Staphylococcus 
2 1322334 Staphylococcus 


345890 Bacteria_ 
thermacidophilum 


16S 1330737 1330794 48 103 gi 
subsp. porcinum strain P3-14 16S ribos 


219846082 
omal RNA, 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria 


Bifidobacteriales 


345890 Bacteria_ 


melanesiensis str 
melanesiensis BI4 


345890 Bacteria_ 


faecium strain DS 
4810 Bacteria; Ac 


Brachybacterium. 
345890 Bacteria_ 


strain E58 16S ri 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


345890 Bacteria_ 


strain STM678 16S 
B 


Proteobacteria; 
345890 Bacteria_ 


strain TMO 16S ri 
Ther 


Thermotogae; 
345890 Bacteria_ 


strain KA3 16S ri 
Ther 
345890 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 
345890 Bacteria_16S 


Thermotogae; 


strain M1063U/93 
Proteobacteria; 


profundus strain 
Bacteria; 
Firmicutes; 


strain LTH 5753 1 
Firmicutes; 


paracasei subsp. 
paracasei subsp. 


345890 Bacteria_16S 


strain ATCC 25258 
Bacteria; 


strain DSM 12798 


Arthrobacter. 


345890 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


345890 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


345890 Bacteria_16S 
sacelli strain LM 


sacelli Bacteria; 
Brachybacterium. 


345890 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


345890 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 


G 
345890 Bacteria_16S 
ferrooxidans stra 
Bacteria; Nitrosp 
345890 Bacteria_16S 


Deinoco 
345890 Bacteria_16S 
strain HM-7 16S r 
Clost 
345890 Bacteria_16S 


Lacto 
345890 Bacteria_16S 


Firmicu 
345890 Bacteria_16S 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1421368 1421425 48 103 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 
1430696 1430753 48 103 gi 
ammaproteobacteria; Pasteurellales; Pa 
1432203 1432244 1 42 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1436886 1436911 72 97 gi 


506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1464131 1464188 48 103 gi 


ibosomal RNA, partial sequence 
ridia; Clostridiales; 
1477685 1477718 1 


Clostridiales Fa 
34 gi 


bacillales; Lactobacillaceae; Lactobac 
1509384 1509417 1 34 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1525969 1526002 1 34 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Lactobacillaceae 
1605022 1605079 48 103 gi 


1606563 1606620 48 103 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


1633666 1633751 11 95 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1680927 1680952 72 97 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1760302 1760359 48 103 gi 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


1761823 1761880 48 103 gi 
LMG 20336 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 


16S ribosomal RNA, partial sequence 1429972 1 


1395106 13965 


224581444 
1 sequence 
ridae; Act 


224581435 
4314 
steurellac 
224581434 
ence 14315 
eptospiril 
224581430 
e 14361 
hermaceae; 
224581410 


1463419 14648 


mily XIII. 
219878440 


6S ribosomal RNA, partial sequence 1476987 14785 


illus. 
219846290 
A, partial 
acillales; 
219857499 
15252 
; Lactobac 
219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_16S 
arilaitensis stra 
arilaitensis Bact 


ococcineae 
219878472 
quence 

; Actinomy 
219878454 
equence 

; Aeromona 
219878421 
uence 

i; Thermal 
219878365 
uence 
inomycetal 


219878364 
equence 
ctinomycet 


1763345 1763402 48 103 gi 


ref|NR_025672.1| Bifidobacterium 
complete sequence 1330013 1331535 


; Actinobacteria; Actinobacteridae; 


; Bifidobacteriaceae; Bifidobacterium. 

16S 1332292 1332389 1 97 gi|228721494|ref|NR_027617.1| Thermosipho 

ain BI429 16S ribosomal RNA, partial sequence 1331586 1333097 Thermosipho 

29 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

16S 1346092 1346149 48 103 gi|228720938|ref|NR_027599.1| Brachybacterium 

M 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
tinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 

16S 1367155 1367188 72 104 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 
bosomal RNA, complete sequence 1366379 1367926 Chlamydophila pecorum E58 Bacteria; 


16S 1388342 1388439 8 103 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 

etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 1394304 1394329 72 97 gi| 228715897 |ref|NR_027542.1| Thermotoga lettingae 

bosomal RNA, partial sequence 1393543 1395055 Thermotoga lettingae TMO Bacteria; 

motogales; Thermotogaceae; Thermotoga. 

16S 1395860 1395885 72 97 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_027216.1| Leptospirillum 

17 1433000 Leptospirillum ferrooxidans 
lum. 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 
ref |NR_025579.1 
22 Lactobacillus 


Oceanithermus 
thermus profundus 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Lactobacillus spicheri 
spicheri Bacteria; 


Lactobacillus 

4 1510205 Lactobacillus 
e; Lactobacillus. 
Lactobacillus jensenii 
acillus jensenii 


ref 
seq 


NR_025880.1 
uence 150868 
Lactobacillacea 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025613.1 
05 Arthrobacter 
; Micrococcacea 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


Arthrobacter mysorens 

mysorens Bacteria; 

e; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


ref|NR_025593.1 
1632974 163447 
dales; Aeromonad 
ref|NR_025560.1 
1680196 168167 
es; Thermaceae; 
ref|NR_025504.1 
1759669 176107 
Micrococcine 


Oceanisphaera 

9 Oceanisphaera 
aceae; Oceanisphaera. 
Vulcanithermus 

6 Vulcanithermus 
Vulcanithermus. 
Brachybacterium 

3 Brachybacterium 


es; ae; Dermabacteraceae; 


ref|NR_025503.1 
1761124 176259 
ales; Micrococci 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


’ 


219878363 


ref|NR_025502.1| Brachybacterium 


1762645 1764116 Brachybacterium 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; 


Brachybacterium. 


345890 Bacteria_ 


gandavensis stra 
gandavensis Bact 
Arthrobacter. 


345890 Bacteria_ 


scardovii strain 
scardovii Bacter 
Bifidobacterium. 


345890 Bacteria_ 


16S 1799428 1799485 48 103 


gi 
i 
e 


16S 1833156 1833213 48 103 gi 
CCUG 13008 16S ribosomal RNA, partial 


ia; Actinobacteria; Actinobacteridae; 


16S 1836067 1836164 8 103 gi 


n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


B 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 
345890 Bacteria_16S 
intestinalis stra 
intestinalis Bacteria; 


teria; 


ain Chol-1S 16S ribosomal RNA, 
Proteobacteria; 


1837647 1837680 1 
in DSM 6629 16S ribosomal RNA, partial 
Lactobacillales; 


Firmicutes; 


34 gi 


complet 
Betaproteobacte 


Lac 


345890 Bacteria_ 


strain DSM 5661 
Firmicutes; Lact 


345890 Bacteria_ 


paraplantarum st 
paraplantarum Ba 


345890 Bacteria_ 


testudinoris str 
testudinoris Bac 
Corynebacteriace 


345890 Bacteria_ 


strain DSM 20285 
Firmicutes; Lact 


345890 Bacteria_ 


strain 2674 16S 
Proteobacteria; 


345890 Bacteria_ 


strain 2693 16S 
Proteobacteria; 


345890 Bacteria_ 


strain LMG 18435 
Firmicutes; Baci 


345890 Bacteria_ 


strain TMW 1.666 
Bacteria; Firmic 


345890 Bacteria_ 


strain ET-5b 16S 
Firmicutes; Baci 


345890 Bacteria_ 


strain CCUG 3595 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_ 


16S 
1 
obacillales; 
16S 


1839210 1839243 1 34 gi 
Lactobacillaceae; 

1840773 1840806 1 34 gi 
xr 
cteria; 


16S 


Firmicutes; Lactobacillales; 
1858928 1858985 48 103 gi 
a 
t 
ae; Corynebacterium. 
16S 1918205 1918238 1 34 gi 
obacillales; 
16S 
e 
G 
16S 
r 
G 


16S 


Lactobacillaceae; 
1929029 1929058 75 103 
ibosomal RNA, partial sequence 


gi 


1930565 1930594 75 103 
ibosomal RNA, partial sequence 


gi 


1940989 1941086 8 103 


gi 
llales; Bacillaceae; Bacillus. 

16S 1944124 1944157 1 34 gi 
16S ribosomal RNA, complete sequence 
utes; Lactobacillales; 
16S 1968491 1968548 48 103 
ribosomal RNA, partial sequence 
llales; Bacillales Family xX. 
16S 2035456 2035513 48 103 gi 
7 16S ribosomal RNA, partial sequence 


gi 


16S 2038496 2038593 8 103 gi 


ain DSM 10667 16S ribosomal RNA, parti 
La 


in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


ammaproteobacteria; Alteromonadales; M 


ammaproteobacteria; Alteromonadales; M 


Lactobacillaceae 


Incertae S 


219878336 
quence 


219878313 
sequence 
ifidobac 


219878311 
e sequen 
ria; Rho 


219878310 
sequence 

to. 

219878309 


6S ribosomal RNA, partial sequence 1838512 18400 
Lactobac 


illus. 
219878308 
al 
ct 
219878295 
al 


r 


219878249 


16S ribosomal RNA, partial sequence 1917484 19190 
Pediococ 


cus. 
219878242 


1928261 19297 
itellace 


or 
219878241 


1929813 19313 
itellace 


or 
219878234 


16S ribosomal RNA, partial sequence 1940300 19418 


219878232 


, 


219878216 


1967755 19691 
Ther 


edis; 
219878171 


oc 
219878169 


strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 20393 


Firmicutes; Baci 


345890 Bacteria_16S 2083171 2083204 1 34 gi|219878134|ref|NR_025273.1 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 208396 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
345890 Bacteria_16S 2193814 2193839 72 97 gi|219857603|ref|NR_025191.1 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 219457 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Mei 
345890 Bacteria_16S 2196800 2196833 1 34 gi|219857601|ref|NR_025189.1 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 219764 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
345890 Bacteria_16S 2228590 2228647 48 103 gi|219857580|ref|NR_025168.1 


strain YIM 21741 


strain NRRL B-23 
Firmicutes; Baci 


345890 Bacteria_ 


strain LMG S-192 


Bacteria; Actinob 


Corynebacterium. 


345890 Bacteria_ 


llales; Bacillaceae; Virgibacillus. 


16S 2269998 2270055 48 103 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 
16S 2285218 2285315 8 103 gi 
a 
llales; Bacillaceae; Bacillus. 

16S 2324494 2324551 48 103 gi 
64 16S ribosomal RNA, partial sequence 


16S 2347006 2347063 48 103 gi 


54 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
345890 Bacteria_ 
azotonutricium st 
azotonutricium Ba 
345890 Bacteria_ 


oc 
219857553 
sequence 
Sp 
219857542 
22845 


219857513 
23238 


ales; 


219857496 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


Actinomyc 


te 


ce 
do 


bacillac 


sequenc 
obacilla 


sequenc 
Actinomy 


19433 
Lactobac 


20347 
occineae 


irochaet 


Cory 


ref|NR_025475.1 
1798724 180016 
etales; Microco 


NR_025452.1 
1832458 183383 
riales; Bifidob 


NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref |NR_025449.1 
1836949 183846 
eae; Lactobacill 
ref|NR_025448.1 
21 Lactobacillus 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref |NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


ref|NR_025388.1 


ref |NR_025381.1 


Moritella. 
NR_025380.1 


ae; 
ref 


Moritella. 
NR_025373.1 


ae; 
ref 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025355.1 


micanus. 
ref|NR_025310.1 
53 2036233 Rothia 
; Micrococcaceae 
ref|NR_025308.1 
07 Virgibacillus 


; Microbacteriac 
ref|NR_025141.1 

2269277 227073 
aceae; Trep 
ref|NR_025130.1 
30 2285939 Bacill 


ref|NR_025101.1 
67 2325209 Coryne 
nebacterineae; C 


Cc 


a 


onema. 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Lactobacillus 
3 Lactobacillus 
lus. 
Corynebacterium 
1 Corynebacterium 
acterineae; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Virgibacillus proomii 
proomii Bacteria; 


v 


Lactobacillus 
3 Lactobacillus 


Meiothermus 

0 Meiothermus 
othermus. 
Lactobacillus 
0 Lactobacillus 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 
occineae; 


eae; Agromyces. 
Treponema 
9 Treponema 


Bacillus sonorensis 
us sonorensis Bacteria; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


ref |NR_025084.1 
2346319 234777 


Arthrobacter 
5 Arthrobacter 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


345890 Bacteria_ 
methylotrophus st 
methylotrophus Ba 
Micrococcaceae; Arthrobacter. 
345890 Bacteria_ 
strain E42 16S ri 
Tenericutes; Moll 
345890 Bacteria_ 
equigenitalium st 
equigenitalium Ba 
345890 Bacteria_ 
psychrolactophilu 
psychrolactophilu 
Micrococcaceae; Arthrobacter. 
345890 Bacteria_ 
strain CCUG 43179 
Firmicu 
345890 Bacteria_ 


Bacteria; 


strain B1/Tl 16S 


Tenericutes; Moll 
345890 Bacteria_ 
strain 1219 16S r 
Tenericutes; Moll 
345890 Bacteria_ 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobacter. 
345890 Bacteria_ 
acidaminophilum s 
acidaminophilum B 
345890 Bacteria_ 
selangorensis str 
selangorensis Bac 
345890 Bacteria_ 
halotolerans stra 
Firmicu 
345890 Bacteria_ 
strain Se-1 16S r 
Deinococcus-Thermus; 
345890 Bacteria_ 


Bacteria; 


strain BS5-8 16S 
Proteobacteria; 


Bacteria; 


B 
345890 Bacteria_ 
manihotivorans st 
manihotivorans Ba 
345890 Bacteria_ 
subterraneus stra 
Proteob 
345890 Bacteria_ 
juripiscarius str 
juripiscarius Bac 
345890 Bacteria_ 
caldilitoris stra 
caldilitoris Bact 
345890 Bacteria_16S 
desulfurans strai 
desulfurans Bacte 
345890 Bacteria_16S 
kitasatonis strai 
kitasatonis Bacte 
345890 Bacteria_16S 
oxidotolerans str 
oxidotolerans Bac 
345890 Bacteria_16S 
lithotrophicum st 
lithotrophicum Ba 
345890 Bacteria_16S 
strain Al1-3 16S ribosomal RNA, partial sequence 


16S 2348515 2348572 48 103 gi 


16S 2365331 2365388 48 103 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
16S 2366841 2366898 48 103 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
16S 2455030 2455087 48 103 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


gi 


16S 2465491 2465524 1 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
16S 2483529 2483586 48 103 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2491098 2491155 48 103 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2516813 2516870 48 103 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


34 gi 


16S 2564883 2564979 9 103 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
16S 2617325 2617358 1 34 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
16S 2628036 2628133 8 103 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
16S 2629644 2629669 72 97 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
16S 2649403 2649500 8 103 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
16S 2673325 2673358 1 34 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
16S 2674906 2674939 8 41 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
16S 2679405 2679502 8 103 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
16S 2689921 2689966 63 106 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
2703444 2703469 72 97 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 

2704819 2704852 1 34 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
2706419 2706476 48 103 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2721403 2721460 48 103 gi 
rain 42BKT 16S ribosomal RNA, partial 

cteria; Proteobacteria; Epsilonproteob 


rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 


ct 


ne 


2628913 26303 


2648722 26501 


ocyclaceae 


e 
ac 


en 
r. 


se 
ce 


qu 
ce 


ue 
Th 


se 
ob 


eq 
le 


se 
ac 


219857495 
quence 
ae 


, 


219857483 


2364627 23660 


2482825 24842 


219857389 


2490394 24918 


219857366 
sequence 


219857291 


ridiales; 
219857254 
al 


219857246 
e 
acillus. 

219857239 


Thermus. 
219857225 


219857207 


tobacill 
219857206 
ce 26742 


219857203 
quence 

ae; Lent 
219857196 
ence 
ae; Hydr 
219857186 
nce 
ermales; 
219857185 
quence 

acillace 
219857184 
uence 
s Family 
219857174 
quence 


teria; S 


2748252 2748309 48 103 gi 


Actino: 


idae; Acti 
ial sequen 
sequenc 


obacilla 


26273 


sequence 


Arthrobacter 
4 Arthrobacter 
coccineae; 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


ref|NR_025071.1| Mycoplasma elephantis 
86 Mycoplasma elephantis Bacteria; 


219857482|ref|NR_025070.1| Mycoplasma 
quence 2366137 2367596 Mycoplasma 
lasmataceae; Mycoplasma. 
219857415|ref|NR_025003.1] Arthrobacter 

sequence 2454319 2455732 Arthrobacter 
eridae; Actinomycetales; Micrococcineae; 
219857406|ref|NR_024994.1| Lactobacillus mucosae 

2464763 2466330 Lactobacillus mucosae 
; Lactobacillus. 
219857394|ref|NR_024982.1| Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


ref |NR_024954.1 
2516115 251756 
nomycetales; Mic 


ref|NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref |NR_024876.1 
22 2628862 Gracil 


Eubacterium 

8 Eubacterium 
Eubacterium. 
Paralactobacillus 

9 Paralactobacillus 
acillus. 
Gracilibacillus 
ibacillus halotolerans 


ref|NR_024867.1| Thermus scotoductus 
81 Thermus scotoductus Bacteria; 


ref|NR_024853.1| Azonexus fungiphilus 
96 Azonexus fungiphilus Bacteria; 
; Azonexus. 
ref |NR_024835.1 
2672606 267416 
aceae; Lactobaci 
ref |NR_024834.1 
15 2675666 Thioba 


Lactobacillus 

4 Lactobacillus 
llus. 

Thiobacter 

cter subterraneus 


ref |NR_024831.1 

2678696 268021 
ibacillus. 
NR_024824.1 
2689164 269065 
ogenivirga. 
ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref |NR_024813.1 

2704122 270562 
ae; Lactobacillu 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref |NR_024802.1 

2720705 272211 
ulfurovum. 


Lentibacillus 
9 Lentibacillus 


Hydrogenivirga 
5 Hydrogenivirga 


Oceanithermus 

1 Oceanithermus 
anithermus. 
Lactobacillus 

7 Lactobacillus 
s. 
Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Sulfurovum 

0 Sulfurovum 


219857155 


Arthrobacter russicus 


ref |NR_024783.1 


2747544 2748884 Arthrobacter russicus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


345890 Bacteria_16S 
strain DSM 5069 1 
Bacteria; 
345890 Bacteria_16S 
subterraneus stra 


345890 Bacteria_16S 
kururiensis strai 
Bacteria; Proteob 
345890 Bacteria_16S 
strain IFO 16238 


345890 Bacteria_16S 
strain IFO 16235 


345890 Bacteria_16S 
strain IFO 15616 


Thermotogae; 


2790519 2790544 72 


6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


Thermotogales; 
2823586 2823611 72 


in HGP1 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificace 


2835682 2835779 8 


n KP23 16S ribosomal RNA, partial sequence 28349 
acteria; Betaproteobacteria; Burkholde 


2838680 2838737 48 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


2840239 2840296 48 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


2903316 2903373 48 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


97 gi| 219857123 |ref 


Thermotoga. 


97 219856908 | ref 


2 


gi 


ae; 


103 219856900|ref 


922 


gi 


riales; Bu 


103 gi|219856898|ref 


occineae; 


103 gi| 219856897 |ref 


occineae; 


103 gi| 219856854 |ref 


Hydrogenobacter. 


NR_024751.1 


NR_024729.1 
822817 28243 


NR_024721.1 
lderiaceae; 
NR_024717.1 


NR_024716.1 


NR_024673.1 


1 


836452 Burkho 
rkho 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Hydrogenobacter 
3 Hydrogenobacter 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 
Microbacteriac 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 
Microbacteriac 


eae; Agromyces. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 
; Microbacteriaceae; 


Pseudoclavibacter. 


345890 Bacteria_16S 2909450 2909547 8 103 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

345890 Bacteria_16S 2910994 2911091 8 103 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

345890 Bacteria_16S 2912536 2912633 8 103 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

345890 Bacteria_16S 2915623 2915720 8 103 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

345890 Bacteria_16S 2917165 2917262 8 103 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

345890 Bacteria_16S 2945841 2945874 1 34 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

345890 Bacteria_16S 2982292 2982325 72 104 gi|219846935|ref|NR_026527.1| Chlamydophila 


pneumoniae strain 
pneumoniae Bacter 
345890 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 
345890 Bacteria_16S 
fornicalis strain 
fornicalis Bacteria; 
345890 Bacteria_16S 
SPS-17 16S ribosomal 
Thermus; Deinococci; 
345890 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
345890 Bacteria_16S 
strain RF-4 16S r 
Deinococcus-Thermus; 
345890 Bacteria_16S 
faecitabidus stra 


Rarobacteraceae; 
345890 Bacteria_16S 
strain F98.3HR69 


345890 Bacteria_16S 
strain GY-1 16S r 
Deinococcus-Thermus; 
345890 Bacteria_16S 


radiodurans strain DSM 20539 16S ribosomal RNA, partial 


radiodurans Bacteria; 
345890 Bacteria_16S 
strain M408/89/1 


TW-183 16S ribosomal RNA, partial seque 
ia; Chlamydiae; Chlamydiales; Chlamydi 


2995980 2996005 72 


train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 


3009628 3009661 1 


TV1018 16S ribosomal RNA, partial seque 


Firmicutes; 
3018690 3018715 72 

RNA, partial sequence 

Thermales; Thermaceae; 
3020210 3020235 72 


ribosomal RNA, partial sequence 


Deinococci; Thermales; 
3021735 3021760 72 


ibosomal RNA, partial sequence 


Deinococci; Thermales; 
3044532 3044589 48 


in YLM-1 16S ribosomal RNA, partial sequ 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacter. 


3098836 3098893 48 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


3139268 3139293 72 


ibosomal RNA, partial sequence 


Deinococci; Thermales; 
3168233 3168258 72 


Deinococcus-Thermus; 
3201765 3201822 48 


16S ribosomal RNA, partial sequence 3201064 32024 


Lactobacillales; 


nce 


aceae; Chlamydophila. 

97 gi|219846926|ref|NR_026518.1 
sequence 2995219 299673 

icaceae; Hydrogenobacter. 

34 gi|219846917|ref|NR_026509.1 
nce 3008942 301036 
Lactobacillaceae; Lactobacillus 

97 gi|219846911|ref|NR_026503.1 
3017969 3019430 Thermus oshimai Bacte 
Thermus. 
97 gi|219846910|ref|NR_026502.1 
3019481 30209 


Thermaceae; Thermus. 
97 gi| 219846909 
3021006 30224 
Thermaceae; Thermus. 
103 gi|219846892 
ence 


ref 


ref 


103 219846856 |ref 


gi 
occineae; 
gi|219846829|ref 
3138565 31400 
Thermaceae; Meiothermus. 


97 


97 gi|219846809|ref 
sequence 3 

Deinococci; Deinococcales; 
103 gi|219846787|ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacterium. 
345890 Bacteria_16S 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 


3300108 3300165 48 


103 ref 


gi| 219846721 


2981577 29830 


3043846 30453 
Actinomyceta 


167516 316898 


5 


NR_026501.1 


NR_026484.1 
0 
fe} 


les; Microc 


NR_026448.1 
crococcaceae 
NR_026421.1 
NR_026401.1 


Deinococcac 
NR_026379.1 


Corynebacte 


5 Chlamydophila 


Hydrogenobacter 
2 Hydrogenobacter 


Lactobacillus 

2 Lactobacillus 

Thermus oshimai strain 
ria; Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Rarobacter 
9 Rarobacter 
ccineae; 


Arthrobacter rhombi 


44 Arthrobacter rhombi Bacteria; 
Mi 


; Arthrobacter. 
Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


NR_026313.1 


Methylophaga 


3299393 3300879 Methylophaga 


sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Methylophaga. 

345890 Bacteria_16S 3304747 3304780 1 34 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

345890 Bacteria_16S 3306287 3306320 1 34 gi|219846717|ref|NR_026309.1| Lactobacillus oris 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

345890 Bacteria_16S 3322895 3322952 48 103 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

345890 Bacteria_16S 3354853 3354910 48 103 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

345890 Bacteria_16S 3357976 3358033 48 103 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

345890 Bacteria_16S 3359540 3359597 48 103 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

345890 Bacteria_16S 3389932 3389957 72 97 gi|219846652|ref|NR_026244.1| Meiothermus 
chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

345890 Bacteria_16S 3398912 3398969 48 103 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

345890 Bacteria_16S 3400446 3400503 48 103 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

345890 Bacteria_16S 3401972 3402029 48 103 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

345890 Bacteria_16S 3405042 3405099 48 103 gi| 219846642 |ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

345890 Bacteria_16S 3451311 3451336 72 97 gi|219846609|ref|NR_026201.1| Thermotoga elfii 


strain DSM 9442 1 
Thermotogae; Ther 


345890 Bacteria_16S 


strain DSM 20541 
Actinobacteria; A 


345890 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


345890 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


345890 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


345890 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


345890 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


345890 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


motogales; Thermotogaceae; 
3457437 3457494 48 


Thermotoga. 
103 gi 


ctinobacteridae; Actinomycetales; Micr 
3458931 3458988 48 103 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3461972 3462029 48 103 gi 
ctinobacteridae; Actinomycetales; Micr 
3463495 3463552 48 103 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 

3465018 3465075 48 103 gi 
ctinobacteridae; Actinomycetales; Micr 
3466541 3466598 48 103 gi 
DSM 20123 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 


3471107 3471164 48 103 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


345890 Bacteria_16S 


3511889 3511993 1 103 gi 


oc 


al 
e; 


oc 


ti: 
da 


oc 


se 
Ac 


s 


6S ribosomal RNA, partial sequence 3450571 34520 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 


occineae 


219846603 


sequenc 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


occineae 


219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


occineae 


219846598 


quence 
tinomyce 


219846595 


equence 


Actinomyc 


219846568 


lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


Actinomycet 


ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


ref |NR_026187.1 
3470399 347186 
etales; Micrococ 


89 Thermotoga elfii Bacteria; 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


v 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


ref|NR_026160.1 
3511236 351270 


Microbacterium 
9 Microbacterium 


345890 Bacteria_16S 
capsulatus strain 
Bacteria; 
345890 Bacteria_16S 
aggregatus strain 


aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; 
3676506 3676529 72 
SEBR 4224 16S ribosomal RNA, partial 
Firmicutes; 

3778336 3778361 72 


345890 Bacteria_16S 
congolense strain 
congolense Bacteria; 
345890 Bacteria_16S 


3577521 3577546 9 


216 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiale 


3578985 3579010 9 


Clostridia; 


34 


gi 


IFAM 1003 16S ribosomal RNA, partial 


219846524 


ref|NR_026116.1 


Blastobacter 


complete sequence 3576905 3578325 Blastobacter capsulatus 
s; Bradyrhizobiaceae; Blastobacter. 
34 gi|219846523|ref|NR_026115.1| Blastobacter 
sequence 3578376 3579789 Blastobacter 
Rhizobiales; Bradyrhizobiaceae; Blastobacter. 
95 gi|219846453|ref|NR_026044.1| Halanaerobium 
sequence 3675717 3677244 Halanaerobium 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 


97 


strain SL1 16S ribosomal RNA, partial sequence 


gi 


3777587 37790 


Thermotogae; 


Thermotogales; 


Thermotogaceae; Thermotoga. 


219846378 


ref|NR_025969.1 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


345890 Bacteria_16S 3817663 3817720 48 103 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 

345890 Bacteria_16S 3844917 3845014 8 103 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 3845697 Staphylococcus warneri Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

345890 Bacteria_16S 3861470 3861503 1 34 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

345890 Bacteria_16S 3876890 3876915 72 97 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

345890 Bacteria_16S 3878410 3878435 72 97 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

345890 Bacteria_16S 3895512 3895545 72 104 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 3896280 Chlamydia trachomatis Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

345890 Bacteria_16S 3934930 3934987 48 103 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

345890 Bacteria_16S 3952615 3952644 75 103 gi|219846257|ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

345890 Bacteria_16S 3957029 3957054 72 97 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 


acidophilum strai 
Bacteria; Aquific 


Bacillales; Bacil 


345890 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


Bacteria; 


KMM 3905 16S ribo 
Actinobacteridae; 


strain CHPA-2 16S 
Tenericutes; Moll 


345890 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


345890 Bacteria_16S 


strain C3H-21 16S 


3960022 3960079 48 103 gi 
laceae; Bacillus. 
3964512 3964609 8 103 


ribosomal RNA, partial sequence 


gi 


4100913 4101010 8 103 gi 


4125292 4125349 48 103 gi 


4180627 4180660 1 34 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4209297 4209394 8 103 gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
4244174 4244231 48 103 gi 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


345890 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


345890 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


345890 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


345890 Bacteria_16S 


9667 9699 72 103 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
20379 20411 72 103 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

64355 64387 72 103 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
74989 75021 72 103 gi 


n 3H-1 16S ribosomal RNA, partial sequence 39562 
ae; Aquificales; Aquificaceae; Hydrogenobaculum. 
345890 Bacteria_16S 


IAM 12464 16S ribosomal RNA, partial sequence 3959295 39607 


3963836 39652 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
345890 Bacteria_16S 
tainanensis strain S1 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Neisseria 
345890 Bacteria_16S 
somal RNA, partial sequence 4124587 4126026 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae 
345890 Bacteria_16S 
4179947 41814 
Entomoplasmataceae; 


4243475 42448 


219846252 


219846249 


219846152 
41002 
les; Neiss 
219846133 


219846092 


M 
219846069 
nce 42085 
illus. 

219722939 


ococcineae 
265679057 

8961 
nadales; P 
265679050 
sequence 
a; Burkhol 


265679021 
ence 63592 
riales; Ox 


75 3957710 Hydrogenobaculum acidophilum 


ref|NR_025842.1| Bacillus firmus strain 
77 Bacillus firmus Bacteria; Firmicutes; 


ref|NR_025839.1| Rhodocyclus tenuis 
95 Rhodocyclus tenuis Bacteria; 

; Rhodocyclus. 
ref|NR_025742.1| Chitinibacter 

22 4101735 Chitinibacter tainanensis 
eriaceae; Chitinibacter. 
ref|NR_025723.1| Kocuria marina strain 
ia marina Bacteria; Actinobacteria; 

; Kocuria. 
ref|NR_025682.1| Mesoplasma chauliocola 
46 Mesoplasma chauliocola Bacteria; 


esoplasma. 
ref|NR_025659.1| Lentibacillus 
91 4210111 Lentibacillus salicampi 


ref|NR_024571.1| Brachybacterium muris 

83 Brachybacterium muris Bacteria; 

; Dermabacteraceae; Brachybacterium. 

ref|NR_029365.1| Pseudoalteromonas 
10291 Pseudoalteromonas tunicata 

seudoalteromonadaceae; 


Burkholderia 
Burkholderia 
lderiaceae; 


ref |NR_029358.1 
19628 21106 
deriales; Burkho 


ref |NR_029329.1| Herbaspirillum 
65117 Herbaspirillum seropedicae 
alobacteraceae; Herbaspirillum. 


265679014 


phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 


ref |NR_029322.1| Chlorobium 
74295 75601 Chlorobium 


phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 


Chlorobium. 


345890 Bacteria_16S 76364 76396 72 


103 


thiosulfatiphilum strain 6230 16S ribosomal RNA, 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; 


345890 Bacteria_16S 111251 111283 72 


103 


strain BR 16S ribosomal RNA, partial sequence 


gi|265679013|ref|NR_029321.1| Chlorobaculum 
partial sequence 75652 77039 Chlorobaculum 
Chlorobiales; Chlorobiaceae; Chlorobaculum. 

gi| 265678988 |ref|NR_029296.1| Treponema maltophilum 


110499 11199 


2 Treponema maltophilum Bacteria; 


Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

345890 Bacteria_16S 122134 122166 72 103 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
345890 Bacteria_16S 125098 125130 72 103 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 


moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

345890 Bacteria_16S 128136 128168 72 103 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

345890 Bacteria_16S 131135 131167 72 103 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

345890 Bacteria_16S 150757 150817 9 69 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 155430 155526 9 103 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 181252 181344 13 103 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 187539 187571 72 103 gi| 265678938 |ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

345890 Bacteria_16S 196652 196684 72 103 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
strain A30 16S ribosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

345890 Bacteria_16S 206004 206036 72 103 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
345890 Bacteria_16S 234958 234990 72 103 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

345890 Bacteria_16S 236594 236626 72 103 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

345890 Bacteria_16S 238176 238208 72 103 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

345890 Bacteria_16S 239725 239757 72 103 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

345890 Bacteria_16S 241311 241343 72 103 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

345890 Bacteria_16S 249031 249063 72 103 gi|265678896|ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 


aerodenitrificans Bacteria; Proteobacteria; 
Microvirgula. 
345890 Bacteria_16S 256441 256473 72 103 


xenovorans strain 
Bacteria; Proteob 


345890 Bacteria_16S 266942 266974 72 


LB400 16S ribosomal RNA, partial sequence 25570 
acteria; Betaproteobacteria; Burkholde 


103 


strain OXB 16S ribosomal RNA, partial sequence 


Proteobacteria; 
345890 Bacteria_16S 
proteoclasticum s 
proteoclasticum Bacteria; Firmicutes; 
345890 Bacteria_16S 274511 274543 72 


271442 271474 72 


train B316 16S ribosomal RNA, 


Betaproteobacteria; Burkholderiales; Ox 


103 


103 


strain S-16 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Betaproteob 


complete 
Clostridia; 


gi| 265678891 
riales; Bu 
gi| 265678882 
266185 26767 


265678879 
sequence 
ridiales; 


gi 


Clost 


acteria; Neiss 


ref 


rkho 
ref 


ref 


gi| 265678877 


3. 257168 Burkho 


270671 2 
Lach 


eriales; Nei 


NR_029199.1 


lderiaceae; 
NR_029188.1 


; Oxalobacte 
NR_029185.1 
72189 
nospiraceae; 


ref 


sseriaceae; 


Burkholderia 

lderia xenovorans 
Burkholderia. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 
alobacteraceae 


ir, 
Clostridium 
Clostridium 

Butyrivibrio. 


NR_029183.1 


Mycoplasma hyosynoviae 


273748 275246 Mycoplasma hyosynoviae Bacteria; 


345890 Bacteria_16S 276015 276047 72 103 
strain Hbl 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
345890 Bacteria_16S 279059 279091 72 103 gi 
strain ATCC 23392 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
345890 Bacteria_16S 289524 289556 9 41 gi 
strain CDC F5101 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
345890 Bacteria_16S 289588 289620 72 103 gi 
strain CDC F5101 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
345890 Bacteria_16S 292789 292821 72 103 gi 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 
Aggregatibacter actinomycetemcomitans Bacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 
345890 Bacteria_16S 295789 295821 72 103 
strain R85-13-6 1 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
345890 Bacteria_16S 300263 300295 72 103 gi 
californicum stra 
californicum Bacteria; Tenericutes; Mollicutes; Mycopla 
345890 Bacteria_16S 306371 306403 72 103 gi 
strain Illinois 1 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
345890 Bacteria_16S 307955 307987 72 103 gi 
strain KS 0043 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
345890 Bacteria_16S 310964 310988 71 95 gi 
strain HO14 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 
345890 Bacteria_16S 315506 315538 72 103 gi 
strain 2678 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
group. 
345890 Bacteria_16S 316970 317002 72 103 gi 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
fever group. 
345890 Bacteria_16S 356449 356481 72 103 
strain E-1-A 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
345890 Bacteria_16S 382006 382038 72 103 gi 
lavamentivorans strain DS-1 16S ribosomal RNA, partial 
lavamentivorans Bacteria; Proteobacteria; Alphaproteoba 
Parvibaculum. 
345890 Bacteria_16S 
effusa strain AP1l 
Bacteria; Proteob 
345890 Bacteria_16S 


gi 


gi 


Spirochaetaceae; Borrelia 


gi 


386664 386696 72 103 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
391241 391273 72 103 gi 
taiwanensis strain cf 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
345890 Bacteria_16S 468135 468167 72 103 gi 
strain R 8118 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
345890 Bacteria_16S 481931 481963 72 103 gi 
australiensis strain Ben 117 16S ribosomal RNA, partial 
australiensis Bacteria; Proteobacteria; Betaproteobacte 
Quatrionicoccus. 

345890 Bacteria_16S 498938 498970 72 103 gi 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
345890 Bacteria_16S 500490 500522 72 103 gi 


strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 50125 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
345890 Bacteria_16S 527862 527898 5 41 gi 
aerosaccus strain G 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
345890 Bacteria_16S 533991 534023 72 103 gi 
strain K11 16S ribosomal RNA, partial sequence 


275297 27676 


6S ribosomal RNA, partial sequence 295056 29653 


in ST-6 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 305640 30713 


complete sequence 307188 30872 


310195 31168 


314818 31623 


355741 35715 


467397 46889 


265678876 


s; Helicob 
265678874 
27832 


265678867 

28882 
caligenace 
265678867 

28882 
caligenace 
265678865 
RNA, part 


265678863 


s; Helicob 
265678860 
uence 

smataceae; 
265678856 


plasmatace 
265678855 


mamonadace 
265678853 
; Borrelia 
265678850 


kettsiacea 


265678849 
31628 
kettsiacea 


265678818 


Sphingomon 
265678800 
sequence 

cteria; 


265678797 

38592 
nadales; S 
265678794 
ce 39048 
riales; Bu 
265678739 


rkholderia 
265678730 
sequence 
ria; Rhodo 


265678719 
ence 49817 
riales; Co 
265678718 


mamonadace 
265678700 

52719 
nadales; M 
265678696 


Rhi 


ref 
acte 
ref 
ref 


ae; 
ref 


ae; 
ref 

ial 
ref 


acte 


ref 


ae; 
ref 


ae; 
ref 


bur 
ref 


e; R 
ref 
e; R 


ref 


adac 


ref 


inob 
ref 


rkho 
ref 


ceae 
ref 


cycl 
ref 


mamo 
ref 


ae; 
ref 


orax 
ref 


1 Helicobacter 


1 279763 Mycop 


4 290348 B 


4 290348 B 


6 Helicobacter 


7 Neorickettsia 


7 Borrelia 


2 317695 R 


7 Sphingopyxis 


1 387397 Hydro 


2 392023 Chitin 


481171 48264 


8 499679 Hydro 


2 528675 Enhyd 


NR_029182.1 


raceae; Heli 
NR_029180.1 
ae 


NR_029173.1 
ordet 
Bordetella. 
NR_029173.1 
ordet 
Bordetella. 
NR_029171.1 
sequence 


NR_029169.1 


raceae; Hel 
0094 
oplasma 
NR_029162.1 


Neorickettsi 
NR_029161.1 


Comamonas. 
NR_029159.1 


gdorferi gro 
NR_029155.1 
ieae; 


v 


icketts 


NR_029154.1 

icket 
ickettsieae; 
NR_029123.1 


eae; Sphingo 
NR_029105.1 
82756 


iales; Phyll 


NR_029102.1 
Cc 
acteraceae; 
NR_029099.1 


lderiaceae; 
NR_029044.1 
; Burkholder 
NR_029035.1 
7 
ales; Rhodoc 
NR_029024.1 
g 
nadaceae; Hy 
NR_029023.1 


Hydrogenopha 
NR_029005.1 
xr 
ellaceae; En 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Mycoplasma gateae 
asma gateae Bacteria; 


Bordetella holmesii 
ella holmesii Bacteria; 


Bordetella holmesii 
ella holmesii Bacteria; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Mycoplasma 
Mycoplasma 


Neorickettsia risticii 
risticii Bacteria; 
ae 

Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Borrelia japonica 


japonica Bacteria; 


up. 
Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 


Rickettsia akari 
tsia akari Bacteria; 


Rickettsia; spotted 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 

Parvibaculum 
Parvibaculum 
obacteriaceae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Burkholderia terricola 


3 Burkholderia terricola Bacteria; 


Lens 
Quatrionicoccus 
Quatrionicoccus 

yclaceae; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Enhydrobacter 
obacter aerosaccus 
hydrobacter. 


NR_029001.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 


Ottowia thiooxydans 


533233 534757 Ottowia thiooxydans Bacteria; 


345890 Bacteria_16S 


537043 537075 72 


strain CR 16S ribosomal RNA, partial sequence 


Proteobacteria; E 
345890 Bacteria_16S 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
345890 Bacteria_16S 
strain ID131577 1 
Actinobacteria; 
345890 Bacteria_16S 
valerianellae str 
valerianellae Bac 
345890 Bacteria_16S 
strain Ppe8 16S r 
Proteobacteria; 
345890 Bacteria_16S 
strain 3wWC2 16S r 
Firmicutes; Clost 
345890 Bacteria_16S 
hassiacum strain 
Bacteria; Proteob 
345890 Bacteria_16S 
hydrogeniphilus s 
hydrogeniphilus B 
345890 Bacteria_16S 
aurantiaca strain 
Bacteria; Proteob 
345890 Bacteria_16S 
lusitanum strain 
Bacteria; Proteob 
345890 Bacteria_16S 


respiraculi strain AU3313 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Betaproteobacteri 


respiraculi Bacte 
345890 Bacteria_16S 
strain PG14 16S r 
Tenericutes; Moll 
345890 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
345890 Bacteria_16S 
haemoperoxidus st 


345890 Bacteria_16S 
halorespirans str 
halorespirans Bac 
Sulfurospirillum. 
345890 Bacteria_16S 


strain N-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
345890 Bacteria_16S 
strain LMG 18819 
Proteobacteria; 

345890 Bacteria_16S 
strain LMG 18106 
Proteobacteria; 

345890 Bacteria_16S 
strain LMG 16407 
Proteobacteria; 

345890 Bacteria_16S 
strain RE35F/1 16 


345890 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
345890 Bacteria_16S 
litoralis strain 
Bacteria; Proteob 
345890 Bacteria_16S 


teria; 


P6-12 16S ribosomal RNA, 
acteria; Betaproteobacteria; Burkholde 


547697 547729 72 
Proteobacteria; 
567625 567657 72 


Solirubrobac 
576622 576654 72 


Proteobacteria; 
588645 588677 72 


ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


590082 590114 72 


ibosomal RNA, partial sequence 
ridia; 


Clostridiales; Clostr 
593119 593151 72 


620476 620508 72 


697808 697840 72 


738712 738744 72 


757558 757590 72 


803627 803659 72 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


823383 823415 72 


831112 831144 72 


Firmicutes; Lactobac 
865932 865964 72 


873556 873588 72 


892991 893023 72 


894526 894558 72 


896061 896093 72 


908407 908439 72 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Sphingom 
933151 933255 1 


Firmicutes; Lactobacilla 
934813 934845 72 


942481 942513 72 


103 gi 


536318 53780 
psilonproteobacteria; Nautiliales; Nautiliaceae; 


103 gi 


train KMM 3635 16S ribosomal RNA, part 


acteria; Gammaproteobacteria; Al 


6S ribosomal RNA, partial sequence 566874 56834 
Rubrobacteridae; 


103 gi| 265678674 
terales; Conexibacte 
103 gi| 265678668 


ain CFBP 4730 16S ribosomal RNA, parti 
Betaproteobacte 


103 gi 


rkholderia 

103 gi| 265678659 
589361 59079 
idiaceae; Clostridiu 
103 gi| 265678657 


W-51 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 


103 gi 


train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteobacteria; 


103 gi 


CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 


103 gi 


complete sequence 73794 


103 gi 


103 gi 


n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 


rain 440 16S ribosomal RNA, partial sequence 
haemoperoxidus Bacteria; 


103 gi| 265678497 
sequence 

a; Burkhol 

103 gi| 265678492 

illales; Enterococca 
103 gi| 265678468 


ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteobacteria; 


103 gi 


103 gi 


16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; Bu 


103 gi 


16S ribosomal RNA, partial sequence 893783 89526 
Betaproteobacteria; Burkholderiales; Bu 


103 gi 


16S ribosomal RNA, partial sequence 895318 89680 


Betaproteobacteria; Burkholderiales; Bu 


HO 66 16S ribosomal RNA, complete sequence 


JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 


rkholderia 

103 gi| 265678439 
907717 90916 
onadales; Erythrobac 
103 gi| 265678423 
les; Lactobacillacea 
103 gi| 265678422 
e 93405 
brionales; 

103 gi| 265678417 


strain IMI 359870 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


587905 58931 


Sphingomonadales; 


802889 80433 


872811 87416 
Betaproteobacteria; Burkholderiales; Bu 


265678694 


265678687 
ial sequen 


al sequenc 
ria; Burkh 
265678660 


59240 


265678638 
1 sequence 


265678584 
nce 69711 
terales; C 
265678555 


riales; Ox 
265678541 


a; Burkhol 
265678510 


sequence 
Ca 


265678463 


rkholderia 
265678449 


rkholderia 
265678448 


rkholderia 
265678447 


ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref |NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref |NR_028979.1 
3 Conexibacter 
raceae; Conexiba 
ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028964.1 


m. 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028943.1 

619766 621178 
Nautiliales; Nau 
ref|NR_028889.1 
8 698533 Brevun 


aulobacteraceae 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028813.1 


ref|NR_028800.1 
822620 824161 
deriales; Burkho 
ref|NR_028795.1 

830324 831835 
ceae; Enterococc 
ref|NR_028771.1 

865186 866674 
mpylobacterales; 


ref |NR_028766.1 


ceae; Cupriavidu 
ref|NR_028751.1 
ceae; Pandoraea 
ref|NR_028750.1 


ceae; Pandoraea 
ref|NR_028749.1 


ceae; Pandoraea 
ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028725.1 

932436 934005 
e; Lactobacillus 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 


Caminibacter profundus 


profundus Bacteria; 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Conexibacter woesei 


woesei Bacteria; 


cter. 

Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Burkholderia tropica 


tropica Bacteria; 


ia. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Cupriavidus 
Cupriavidus 

lderiaceae; Cupriavidus. 
Enterococcus 
Enterococcus 

us. 

Sulfurospirillum 
Sulfurospirillum 

Campy lobacteraceae; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Lactobacillus 

Lactobacillus 

Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 


ref|NR_028719.1 


Comamonas terrigena 


941714 943232 Comamonas terrigena Bacteria; 


345890 Bacteria_16S 944044 944076 72 103 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

345890 Bacteria_16S 945607 945639 72 103 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

345890 Bacteria_16S 947167 947199 72 103 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

345890 Bacteria_16S 948733 948765 72 103 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

345890 Bacteria_16S 950294 950326 72 103 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

345890 Bacteria_16S 951853 951885 72 103 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

345890 Bacteria_16S 953404 953436 72 103 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

345890 Bacteria_16S 954964 954996 72 103 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

345890 Bacteria_16S 965644 965744 5 103 gi| 265678401 |ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

345890 Bacteria_16S 971841 971873 72 103 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
345890 Bacteria_16S 977857 977889 72 103 gi|265678392|ref|NR_028694.1| Herpetosiphon 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 Herpetosiphon 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 

345890 Bacteria_16S 980840 980872 72 103 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 
345890 Bacteria_16S 983968 984000 72 103 gi|265678388|ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

345890 Bacteria_16S 1002603 1002635 72 103 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

345890 Bacteria_16S 1005599 1005631 72 103 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
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autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 

Sulfurimonas. 
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pacifica Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

345890 Bacteria_16S 1069418 1069450 72 103 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

345890 Bacteria_16S 1073827 1073859 72 103 gi|265678328|ref|NR_028630.1| Novosphingobium 
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Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

345890 Bacteria_16S 1150827 1150859 72 103 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
345890 Bacteria_16S 1179661 1179693 72 103 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

345890 Bacteria_16S 1181192 1181224 72 103 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 

345890 Bacteria_16S 1193154 1193186 9 41 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

345890 Bacteria_16S 1193218 1193250 72 103 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

345890 Bacteria_16S 1197880 1197912 72 103 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
345890 Bacteria_16S 1199325 1199357 72 103 gi|228715480|ref|NR_027533.1| Dyadobacter fermentans 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 1200010 Dyadobacter fermentans DSM 18053 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Dyadobacter. 

345890 Bacteria_16S 1206866 1206894 1 29 gi|228715354|ref|NR_027526.1| Catenibacterium 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Catenibacterium mitsuokai DSM 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 
345890 Bacteria_16S 1252040 1252072 72 103 gi|219857241|ref|NR_024869.1| Treponema socranskii 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
socranskii subsp. paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

345890 Bacteria_16S 1253567 1253599 72 103 gi|219857240|ref|NR_024868.1| Treponema socranskii 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

345890 Bacteria_16S 1267191 1267223 72 103 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 
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103 


Clostridiales Fa 


Cetobacterium. 


saccharolyticum Bacteria; Firmicutes; Clostridia; 


gi|219878127 
1511717 15130 


gi|219857618 
1517647 15191 


gi] 219857543 
1522207 15236 


219857425 
sequence 
Burkhol 


gi 


gi| 219857262 
1543657 15451 


gi] 219857245 
1548180 15495 


gi|219857244 
1549646 15510 


gi|219857243 


219857383 
15720 
les; Brady 
219878467 
16132 


gi 


gi 


gi| 219878461 
Burkh 
219878419 
ial sequ 
Clostridiales; 
gi| 219878417 
equence 
Hydrog 


gi 


gi|219878394 


gi|219878391 


gi| 219878358 
1768558 17700 
liaceae; 
219878348 

17821 
Sneath 
gi|219878286 
1872026 18734 


gi 


gi|219878284 
1874987 18764 
gi|219878282 
a; 


gi| 219878273 


gi|219878265 


Burkholderi 


Pseudomonadales; 


ref |NR_025266.1 


eae; 
ref 


Histophilu 
NR_025207.1 


ref |NR_025131.1 


ref|NR_025013.1 

1532915 153432 
deriales; 
ref |NR_024893.1 
Arenibacter. 
ref|NR_024875.1 
95 Aquabacterium 
m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 


ref |NR_024871.1 


ref |NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; 
ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref |NR_025600.1 

1622384 162383 
olderiales; Alca 
ref|NR_025558.1 
ence 168328 
Clostridiaceae; 
ref|NR_025556.1 

1686206 168766 
enophilales; Hyd 


ref |NR_025533.1 
59 Cetobacterium 
ref|NR_025530.1 


Comamonas. 
NR_025497.1 


ae; 
ref 


Nautilia. 
ref|NR_025487.1 
75 1783536 Sneath 
ia. 
ref|NR_025425.1 
90 Acinetobacter 
Acinetobacte 
ref |NR_025423.1 
Haemophilu 
ref |NR_025421.1 

1878060 187954 
ales; Burkho 
ref|NR_025412.1 

1887472 188893 
Moraxe 
ref |NR_025404.1 


Bordetella. 


gi|219878265 


Burkho 


Ss. 


Histophilus somni 


77 Histophilus somni Bacteria; 
s. 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 
Hespellia. 


Treponema parvum 


91 Treponema parvum Bacteria; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 
Flavobacteriaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 


12 1552529 Aquabacterium citratiphilum 
Aquabacterium. 


Rhodopseudomonas 
seudomonas faecalis 


Rhodopseudomonas. 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Sutterella 

8 Sutterella 
ligenaceae; Sutterella. 
Clostridium 

5 1684702 Clostridium 
Clostridium. 
Tepidiphilus 

1 Tepidiphilus 
rogenophilaceae; 


Cetobacterium somerae 
somerae Bacteria; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Sneathia sanguinegens 
ia sanguinegens 


Acinetobacter parvus 
parvus Bacteria; 

Tes 

Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
steurellaceae; 


Limnobacter 

7 Limnobacter 
lderiaceae; Limnobacter. 
Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 
ligenaceae; 


ref |NR_025404.1 


Bordetella trematum 


strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


345890 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


345890 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


345890 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


345890 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


345890 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


345890 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; G 


345890 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


345890 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


345890 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


345890 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


345890 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 


345890 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


345890 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


1922841 1922873 72 103 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


1935051 1935083 72 103 
ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
1936536 1936568 72 103 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1947196 1947228 9 41 gi 


gi 


etaproteobacteria; Burkholderiales; Al 
1947260 1947292 72 103 gi 


etaproteobacteria; Burkholderiales; Al 
1962398 1962446 48 95 gi 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
1965510 1965542 72 103 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


1971310 1971342 72 103 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


1972830 1972862 72 103 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2067798 2067830 72 103 gi 
ibosomal RNA, partial sequence 

etaproteobacteria; Rhodocyclales; 
2069330 2069362 72 103 

ribosomal RNA, partial sequence 

etaproteobacteria; Rhodocyclales; Rhod 
2073967 2073999 72 103 gi 
54Pin 16S ribosomal RNA, partial sequ 


gi 


Rhod 
gi 


345890 Bacteria_16S 


strain SW-46 16S 
Proteobacteria; A 


345890 Bacteria_16S 


strain AU2944 16S 
Proteobacteria; B 


345890 Bacteria_16S 


strain ALC-2 16S 
Proteobacteria; A 


345890 Bacteria_16S 


henchirensis stra 
henchirensis Bact 


345890 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


345890 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


345890 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


345890 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


345890 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


strain 462/2 16S 
Tenericutes; Moll 


utes; Mollicutes; Mycoplasmataceae; My 
345890 Bacteria_16S 


acteria; Betaproteobacteria; Burkholderiales; Al 
2113522 2113554 72 103 gi| 219857659 

strain US6-1 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Alphaproteobacteria; 

2118132 2118164 72 103 gi| 219857656 
ribosomal RNA, partial sequence 2117441 21188 
lphaproteobacteria; Sphingomonadales; Erythrobac 

2122697 2122729 72 103 gi| 219857653 

ribosomal RNA, partial sequence 2121958 21233 
etaproteobacteria; Burkholderiales; Burkholderia 

2151410 2151442 72 103 gi| 219857634 
ribosomal RNA, partial sequence 2150729 21521 
lphaproteobacteria; Sphingomonadales; Erythrobac 

2178672 2178704 72 103 gi| 219857614 
in TMB834 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Betaproteobacteria; Burkho 

2198424 2198456 72 103 gi| 219857600 
bosomal RNA, partial sequence 2197691 21991 
icutes; Mycoplasmataceae; Mycoplasma. 

2199923 2199955 72 103 gi| 219857599 
bosomal RNA, partial sequence 2199190 22006 
icutes; Mycoplasmataceae; Mycoplasma. 

2201417 2201449 72 103 gi| 219857598 
ribosomal RNA, partial sequence 2200688 22021 
icutes; Mycoplasmataceae; Mycoplasma. 

2204454 2204486 72 103 gi| 219857596 
bosomal RNA, partial sequence 2203720 22051 
icutes; Mycoplasmataceae; Mycoplasma. 

2205953 2205985 72 103 gi] 219857595 
in WR1 16S ribosomal RNA, partial sequence 22052 


2207463 2207495 72 103 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


al 


Ss; 


st 
s 


ob 


ue 
a; 


cl 


Oc 


Oc 


en 


co 


219878246 
teria; 


219878238 
1934336 19357 


219878237 
eq 
ri 

219878230 
6S ribosomal RNA, partial sequence 1946525 19480 
ca 

219878230 
6S ribosomal RNA, partial sequence 1946525 19480 
ca 
219878220 
1961654 19631 


219878218 


219878214 


219878213 
1972100 19735 


219878145 
2067059 20685 


219878144 
2068593 20700 


219878141 


sequenc 
Bur 


Campylo 


uence 


a; Burkh 


ligenace 


ligenace 


eurellac 


2 
a; 


equenc 
acteri 


nce 


Burkhol 


ostridiu 


yclaceae 


yclaceae 


ce 20732 


plasma. 


ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref|NR_025377.1 
49 Campylobacter 
bacteraceae; Ca 
ref|NR_025376.1 
1935800 193729 
olderiales; Coma 
ref|NR_025369.1 


Bordetella. 
NR_025369.1 


ae; 
ref 


Bordetella. 
NR_025359.1 


ae; 
ref 


eae; Pasteurell 
ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref |NR_025353.1 

1970584 197204 
deriales; Oxalob 
ref|NR_025352.1 


m. 


ref |NR_025284.1 


¢ Th 
ref 


auera. 
NR_025283.1 
; Thauera. 
ref|NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025242.1 
; Ralstonia 
NR_025223.1 


ceae 
ref 


tera 
ref 


ceae; Porphy 
NR_025203.1 
177978 217937 
lderiales; Comam 
ref|NR_025188.1 


is} 


ref|NR_025187.1 


ref|NR_025186.1 
ref 


NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


219857594 
2206719 2208193 Mycoplasma dispar Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Campylobacter hominis 
hominis Bacteria; 


mpylobacter. 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Bordetella petrii 


20 Bordetella petrii Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
a. 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


, 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


, 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 

Ramlibacter 
0 Ramlibacter 
onadaceae; Ramlibacter. 
Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


ref|NR_025182.1 


Mycoplasma dispar 


345890 Bacteria_16S 
strain H831 16S r 
Tenericutes; Moll 
345890 Bacteria_16S 


strain CH 16S ribosomal R 
icutes; 


Tenericutes; Moll 
345890 Bacteria_16S 
strain MMP-4 16S 
Tenericutes; Moll 
345890 Bacteria_16S 
strain RG-2C 16S 
Tenericutes; Moll 
345890 Bacteria_16S 
strain BbT2g 16S 
Tenericutes; Moll 
345890 Bacteria_16S 
strain 1340 16S r 
Tenericutes; Moll 
345890 Bacteria_16S 
hongkongensis str 
hongkongensis Bac 
345890 Bacteria_16S 
acetigenes strain 
Bacteria; Firmicutes; 
Sporanaerobacter. 
345890 Bacteria_16S 
ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas. 
345890 Bacteria_16S 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas. 
345890 Bacteria_16S 
strain DSM 11853 
Proteobacteria; 

345890 Bacteria_16S 


campinensis strain WS2 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 


Bacteria; Proteob 
345890 Bacteria_16S 


ribosoma 
icutes; 


ribosoma 
icutes; 


ribosoma 
icutes; 


teria; 


2208979 2209011 72 


2210492 2210524 72 


2212008 2212040 72 


1 RNA, partial 


2213508 2213540 72 
1 RNA, partial 


2215006 2215038 72 
1 RNA, partial 


2216504 2216536 72 


2230145 2230177 72 


Proteobacteria; 
2254504 2254536 72 


Clostridia; 


2271535 2271567 72 


2273007 2273039 72 
Proteobacteria; 


2274566 2274598 72 


2276100 2276132 72 


2279176 2279208 72 


103 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


103 


NA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


103 
sequence 


Mycoplasmataceae; Mycoplasma. 


103 
sequence 


Mycoplasmataceae; Mycoplasma. 


103 
sequence 


Mycoplasmataceae; Mycoplasma. 


103 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ain HKU1 16S ribosomal RNA, partial sequ 
teria; 


103 gi| 219857579 

ence 
Betaproteobacteria; Neiss 
103 gi| 219857563 


Lup33 16S ribosomal RNA, partial sequence 22537 
Clostridiales; 


103 


KMM300 16S ribosomal RNA, partial sequence 22707 
acteria; Gammaproteobacteria; Alteromonadales; 


103 


ain KMM 3549 16S ribosomal RNA, partia 
Gammaproteobacter 


103 


16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Bu 


103 


103 


strain 105 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
345890 Bacteria_16S 
strain 852 16S ri 
Tenericutes; Moll 
345890 Bacteria_16S 
phocicerebrale st 


345890 Bacteria_16S 
flavipulchra stra 
flavipulchra Bacteria; 
Pseudoalteromonas. 
345890 Bacteria_16S 
strain MIT 97-507 
Proteobacteria; E 
345890 Bacteria_16S 
strain KF46F 16S 
Proteobacteria; 

345890 Bacteria_16S 


2280692 2280724 72 


2282198 2282230 72 


2291203 2291235 72 
Proteobacteria; 


2292745 2292777 72 


2304721 2304753 72 


2307820 2307852 72 


icutes; Mycoplasmataceae; Mycoplasma. 


103 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


103 


rain 1049 16S ribosomal RNA, partial s 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycop 


103 


in NCIMB2033 16S ribosomal RNA, partia 
Gammaproteobacte 


103 


5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


103 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


103 


strain K24 16S ribosomal RNA, partial sequence 


Proteobacteria; 
345890 Bacteria_16S 
strain KCTC 12005 
Proteobacteria; 
345890 Bacteria_16S 
strain IPT10 16S 
Proteobacteria; 
345890 Bacteria_16S 
canadensis strain 
canadensis Bacter 
Helicobacter. 
345890 Bacteria_16S 


2315367 2315399 72 


2330456 2330488 72 


2331978 2332010 72 


2333455 2333487 1 


Betaproteobacteria; Burkholderiales; Al 


103 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


103 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 


103 


NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


33 


gi|219857593 
2208244 22096 


gi|219857592 
2209746 22112 


gi|219857591 
2211275 22127 


gi| 219857590 
2212774 22142 


gi|219857589 
2214274 22157 


gi|219857588 
2215772 22172 


Clostridiales Fa 


gi|219857552 
Pp 
219857551 


1 sequence 
ia; Alte 


gi 


gi| 219857550 
rkholderia 
219857549 
e 22753 
riales; Bu 
gi|219857547 
2278443 22799 


gi 


gi| 219857546 
2279959 22814 


219857545 
equence 

lasmatacea 
219857538 
1 sequence 
ria; Alter 


gi 


gi 


219857536 
22920 
s; Helicob 
gi|219857526 
2303983 23054 


gi 


gi| 219857524 
2307079 23085 
caligenace 
219857519 
23146 


gi 


gi| 219857509 
2329695 23312 


219857508 
sequence 
ria; Campy 


gi 


ref|NR_025181.1 


ref |NR_025180.1 


ref |NR_025179.1 


ref|NR_025178.1 


ref|NR_025177.1 


ref|NR_025176.1 


ref|NR_025167.1 

2229404 223086 
eriales; Neisser 
ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incert 


ref|NR_025140.1 
90 2272278 Pseudo 


romonadales; 


ref|NR_025138.1 
ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025135.1 


ref|NR_025134.1 


omonadales; 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025114.1 


ae; Xenophilus. 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref |NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 

ref |NR_025097.1 


ref|NR_025096.1 
2331268 233272 
lobacterales; He 


gi|219857507 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Sporanaerobacter 
aerobacter acetigenes 


ae Sedis; 


Pseudoalteromonas 
alteromonas ruthenica 


seudoalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Cupriavidus 

vidus campinensis 
Cupriavidus. 
Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma 
0 Mycoplasma 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 

a. 

Comamonas koreensis 
nas koreensis Bacteria; 


Burkholderia sacchari 


17 Burkholderia sacchari Bacteria; 
rkholderiaceae; Burkholder 


ia. 

Helicobacter 

4 Helicobacter 
licobacteraceae; 


ref|NR_025095.1 


Nocardiopsis 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 
345890 Bacteria_ 


xinjiangensis str 
xinjiangensis Bac 


Nocardiopsaceae; 
345890 Bacteria_ 


strain BG29 16S r 


Nocardiopsis. 
16S 2333503 2333559 49 103 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

16S 2337895 2337927 72 103 
ibosomal RNA, partial sequence 


219857507 
al 
e; 


gi| 219857503 


sequenc 
Actinomycet 


2337153 23386 


ref|NR_025095.1 
e 2332775 233429 
ales; Strep 


ref |NR_025091.1 


re 


Streptosporangineae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

345890 Bacteria_16S 2339444 2339476 72 103 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
345890 Bacteria_16S 2353048 2353080 72 103 gi|219857492|ref|NR_025080.1| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
345890 Bacteria_16S 2363812 2363844 72 103 gi|219857485|ref|NR_025073.1| Haemophilus felis 


strain ATCC49733 
Proteobacteria; 
345890 Bacteria_ 


spermatophilum st 
spermatophilum Ba 


345890 Bacteria_ 


strain HRC292 16S 
Tenericutes; Moll 


345890 Bacteria_ 


strain MH5408 16S 
Tenericutes; Moll 
345890 Bacteria_1 
strain PG15 16S r 


Tenericutes; Moll 


345890 Bacteria_16S 
strain R171 16S r 


Tenericutes; Moll 


345890 Bacteria_16S 
strain PG30 16S r 


Tenericutes; Moll 


345890 Bacteria_16S 


strain MMP-1 16S 


Tenericutes; Moll 
345890 Bacteria_16S 
columbinasale str 
columbinasale Bac 
345890 Bacteria_16S 
strain G122 16S r 


Tenericutes; Moll 


345890 Bacteria_16S 


strain LMG 16225 
Proteobacteria; 


strain SPS-1037 1 
Proteobacteria; 


kellyi strain BII 
Bacteria; 


strain DSM 1105 1 
Proteobacteria; B 


345890 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas 


345890 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 


Micrococcaceae; Arthrobacter. 
345890 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


G 


st 
219857481 

sequence 

la 
219857480 


ammaproteobacteria; Pasteurellales; Pa 
16S 2368378 2368410 72 103 gi 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
16S 2369860 2369892 72 103 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2371371 2371403 72 103 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2372880 2372912 72 103 gi 


219857479 


219857478 


16S ribosomal RNA, partial sequence 2363042 23645 
eurellac 


smatacea 


2369126 23705 


2370638 23720 


eae. 
ref|NR_025069.1 

2367647 236907 
e; Mycoplasma. 
ref|NR_025068.1 


ref 


NR_025067.1 


ref 


76 Haemophilus felis Bacteria; 


Mycoplasma 
5 Mycoplasma 


Heliobacterium undosum 
51 Heliobacterium undosum Bacteria; 


Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374386 2374418 72 103 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2375897 2375929 72 103 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377410 2377442 72 103 gi 


2372144 23736 


219857477 
2373653 23751 


219857476 
2375159 23766 


219857475 


ref 


ref 


ref 


NR_025066.1 
NR_025065.1 
NR_025064.1 


25 Mycoplasma iners Bacteria; 


NR_025063.1 


Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


Mycoplasma columbinum 


2376676 23781 


B 
345890 Bacteria_16S 
caledonica strain 
caledonica Bacter 
345890 Bacteria_16S 


B 
345890 Bacteria_16S 


Proteob 
345890 Bacteria_16S 
6S ribosomal RNA, partial sequence 2436004 24374 
holderia 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2378918 2378950 72 103 gi| 219857474 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


rk 
219857421 
quence 

ia 


etaproteobacteria; Burkholderiales; Bu 
2447396 2447428 72 103 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


’ 


2454983 2455011 1 29 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


219857415 
sequence 
er 


2457954 2457986 72 103 gi|219857411 
n JSS-54 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


ain 694 16S ribosomal RNA, partial sequence 2378183 237964 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2380424 2380456 72 103 gi| 219857473 |ref|NR_025061.1 


2379691 23811 


6S ribosomal RNA, partial sequence 2410156 24116 


Altero 


idae; Ac 


Sphingomonadales; 


ref |NR_025062.1 


ceae; Cupriavidu 
ref|NR_025009.1 

2446675 244812 
monadales; Pseud 


ref|NR_025003.1 
2454319 245573 
tinomycetales; M 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


2384989 2385021 72 103 gi|219857470|ref|NR_025058.1| Burkholderia fungorum 
16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia fungorum Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

2386513 2386545 72 103 gi|219857469|ref|NR_025057.1| Burkholderia 

LMG 19076 16S ribosomal RNA, partial sequence 2385781 2387256 Burkholderia 
ia; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
2410885 2410917 72 103 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


etaproteobacteria; Burkholderiales; Tepidimonas. 
2424806 2424838 72 103 gi|219857442|ref|NR_025030.1| Halothiobacillus 
-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
acteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
2436713 2436745 72 103 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


s. 

Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Arthrobacter 
2 Arthrobacter 
icrococcineae; 


ref|NR_024999.1 
2457264 245870 
Sphi 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


345890 Bacteria_16S 
strain 3T 16S rib 


Tenericutes; Moll 


345890 Bacteria_16S 
strain 383 16S ri 


Tenericutes; Moll 


345890 Bacteria_16S 
strain H/Tl 16S r 


Tenericutes; Moll 


345890 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


345890 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


345890 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


345890 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


345890 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


345890 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


345890 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


345890 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


345890 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobacter. 
345890 Bacteria_16S 


hyointestinalis s 


Campylobacter hyointestinalis subsp. 


Campylobacterales 


345890 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


345890 Bacteria_16S 


palleronii strain 
palleronii Bacter 


345890 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


345890 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


345890 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


345890 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


345890 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


345890 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


345890 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


345890 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


2477553 2477585 72 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2479025 2479057 72 103 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480532 2480564 72 103 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482045 2482077 72 103 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485066 2485098 72 103 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486585 2486617 72 103 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488099 2488131 72 103 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489612 2489644 72 103 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2498570 2498602 72 103 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2504677 2504709 72 103 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2507678 2507782 1 103 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2516768 2516796 3 31 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


103 gi 


2525914 2525946 72 103 gi 


ubsp. lawsonii strain CHY5 16S ribosom 


Campylobacteraceae; 
2532007 2532039 72 


Campylobacter. 
103 gi 


v 


etaproteobacteria; Burkholderiales; Bu 
2543474 2543506 72 103 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2545031 2545063 72 103 gi 


etaproteobacteria; Burkholderiales; Co: 
2546587 2546619 72 103 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2563440 2563472 72 103 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 
2575778 2575810 72 


103 gi 


rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
2600273 2600305 72 103 gi 


in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2601827 2601859 72 103 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2603381 2603413 72 103 gi 
bosomal RNA, partial sequence 


ammaproteobacteria; Pasteurellales; Pa 


2476824 24782 


2478295 24797 


2479798 24812 


2481316 24827 


2484337 24857 


2485849 24873 


2487368 24888 


2488881 24903 


2497830 24993 


6S ribosomal RNA, partial sequence 2531266 25327 


16S ribosomal RNA, partial sequence 2544276 25457 


2601060 26025 


2602614 26041 


219857398 
219857397 
219857396 
219857395 
219857393 
219857392 
219857391 
219857390 


219857384 


ocyclaceae 
219857379 
25039 
spiraceae; 
219857372 
ce 25070 
idiaceae; 

219857366 
sequence 

idae; Acti 


219857360 
al RNA, pa 


219857356 


rkholderia 
219857348 
sequence 
; Burkhold 
219857347 


mamonadace 
219857346 
25458 
mamonadace 
219857335 
ial sequen 
acteria; C 


219857284 
sequence 

eria; Burk 
219857268 
al sequenc 
ria; Paste 
219857267 


steurellac 
219857266 


steurellac 


2604935 2604967 72 103 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 


gi 


ref|NR_024986.1 


ref |NR_024985.1 


ref|NR_024984.1 


ref|NR_024983.1 


ref|NR_024981.1 


ref|NR_024980.1 


ref |NR_024979.1 


ref |NR_024978.1 


ref|NR_024944.1 


ceae; Cupriavidu 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


219857265 


Mannheimia. 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 

; Thauera. 

ref|NR_024967.1| Sporobacterium 

25 2505435 Sporobacterium olearium 
Sporobacterium. 

ref|NR_024960.1| Thermohalobacter 
00 2508520 Thermohalobacter berrensis 

Thermohalobacter. 

ref|NR_024954.1] Arthrobacter 

2516115 2517560 Arthrobacter 

nomycetales; Micrococcineae; 
ref|NR_024948.1|] Campylobacter 

rtial sequence 2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Hydrogenophaga 

5 Hydrogenophaga 

adaceae; Hydrogenophaga. 

Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


ae; Acidovorax. 
ref|NR_024934.1| Hylemonella gracilis 
37 2547323 Hylemonella gracilis Bacteria; 
ae; Hylemonella. 
ref |NR_024923.1| Helicobacter 
ce 2562731 2564150 Helicobacter 
ampylobacterales; Helicobacteraceae; 
ref|NR_024915.1] Taylorella 

2575008 2576512 Taylorella 
holderiales; Alcaligenaceae; Taylorella. 
ref|NR_024899.1| Mannheimia 
e 2599506 2601009 Mannheimia 
urellales; Pasteurellaceae; Mannheimia. 
ref|NR_024898.1| Mannheimia ruminalis 
63 Mannheimia ruminalis Bacteria; 
eae; Mannheimia. 
ref|NR_024897.1| Mannheimia varigena 
17 Mannheimia varigena Bacteria; 
eae; Mannheimia. 
ref|NR_024896.1| Mannheimia glucosida 


2604168 2605671 Mannheimia glucosida Bacteria; 
Pasteurellaceae; 


345890 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


345890 Bacteria_16S 
succinogenes stra 
succinogenes Bact 


Actinobacillus. 


345890 Bacteria_16S 
intermedia strain 
Proteob 
345890 Bacteria_16S 
pelophilus strain 
pelophilus Bacter 
345890 Bacteria_16S 


Bacteria; 


6a3 16S ribosomal 


Betaproteobacteri 
345890 Bacteria_16S 
strain VB32 16S r 


Proteobacteria; B 


345890 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


345890 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


345890 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


345890 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


345890 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


345890 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


345890 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


strain T7 16S rib 
Proteobacteria; B 


345890 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


345890 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


345890 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S$ 


345890 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


345890 Bacteria_16S 


saccharophila str 
saccharophila Bac 


345890 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


345890 Bacteria_16S 
ATCC 14670 16S ribosomal RNA, partial 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


a; Rhodocyclales; Rhodocyclaceae; Azos 
2652502 2652534 72 103 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2653988 2654020 72 103 


ribosomal RNA, partial sequence 


2 


Rhod 


gi|2 


rochaetales; Spirochaetaceae; Borrelia 
2707981 2708013 72 103 gi 
n EP1-55-1% 16S ribosomal RNA, partial 


ria; Proteobacteria; Epsilonproteobact 


2718387 2718419 72 103 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


2740977 2741009 72 103 
S ribosomal RNA, partial sequence 


gi 


2743992 2744024 72 

osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2749694 2749726 72 103 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


103 gi 


ri 


2841822 2841854 72 103 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2844863 2844887 71 95 gi 
1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
2847950 2847982 72 103 gi 


etaproteobacteria; Burkholderiales; Co: 
2849511 2849543 72 103 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2861926 2861958 72 103 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2868098 2868130 72 103 gi 


ma: 
Ss 
ae 
2 
1 
a; 
2 
se 


a; Proteobacteria; Betaproteobacteria; B 


345890 Bacteria_16S 


2888197 2888229 72 103 gi 


jee 


Oc 


ia; 
19856883 


ra. 
19857223 


2651733 26532 
yclaceae 


19857222 


2653267 26546 


219857183 
s 
er 


equen 
ia; C 


ce 


219857176 
al 
ct 


sequenc 


eria; 


219857160 
2740223 27 
ammaproteobacteria; Alteromonadales; Alt 
345890 Bacteria_16S 


416 
eromo 


447 


monadace 


uence 
a; Burkh 


219856896 
ce 
na 
219856894 
2844116 2845615 Borre 
gd 
219856892 
16S ribosomal RNA, partial sequence 2847193 28487 


28410 
erobiace 


orferi g 


monadace 


219856891 


equence 
Burkh 


sequence 
Burkhol 


19856879 


quence 
urkholde 


219856864 


amp 


Bu 


nad 
219857158 
2743252 27 
ma: 
219857154 
eq 


2625014 2625046 72 103 gi| 219857248 |ref|NR_024878.1| Rhodanobacter 
strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
2638748 2638780 72 103 gi|219857232|ref|NR_024860.1| Actinobacillus 
in 130Z 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
eria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
2644921 2644953 72 103 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
2646463 2646495 72 103 gi|219857227|ref|NR_024855.1| Propionivibrio 
asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
ia; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
2650971 2651003 72 103 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 


ref|NR_024851.1| Azoarcus indigens 
16 Azoarcus indigens Bacteria; 
; Azoarcus. 
ref|NR_024850.1| Azoarcus communis 
16 Azoarcus communis Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2671842 2671874 72 103 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
6S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

2676431 2676463 72 103 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
ibosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
psilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

2694350 2694374 71 95 gi|219857192|ref|NR_024820.1| Borrelia turcica 
ibosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 


ref|NR_024811.1 
2707242 270866 
ylobacterales; H 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


ref|NR_024804.1 
e 2717632 271910 
rkholderiales; O 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


ref|NR_024788.1| Agarivorans albus 

76 Agarivorans albus Bacteria; 

aceae; Agarivorans. 

ref|NR_024786.1| Delftia tsuruhatensis 

07 Delftia tsuruhatensis Bacteria; 

ae; Delftia. 

ref |NR_024782.1 
2748935 275045 

olderiales; Coma 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref|NR_024713.1 
lia sinica Bacte 
roup. 
ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
ae; Delftia. 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref |NR_024702.1 
2861171 286267 
deriales; Comamo 
ref |NR_024698.1 
2867356 286884 
riales; Oxalobac 


Halanaerobium 

erobium fermentans 

m. 

Borrelia sinica strain 
ria; Spirochaetes; 


Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 
Herbaspirillum 

5 Herbaspirillum 
teraceae; 


ref|NR_024683.1| Eubacterium multiforme 


strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Eubacteriaceae; 


Eubacterium. 


345890 Bacteria_16S 2918744 2918776 72 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 
Proteobacteria; 


thermoluteolus Bacteria; 
Hydrogenophilus. 


345890 Bacteria_16S 2965477 2965509 72 


strain S37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


345890 Bacteria_16S 
strain BSB411 16S 
Proteobacteria; 
345890 Bacteria_16S 


3014251 3014283 72 
ribosomal RNA, 


3029312 3029344 72 


polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 
Clostridia; 


polyendosporus Bacteria; 
345890 Bacteria_16S 


Firmicutes; 
3035422 3035454 72 


strain DS1 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
345890 Bacteria_16S 

strain M-29c 16S 
Firmicutes; Lactobacillales; 
345890 Bacteria_16S 


Clostridiales; 
3038499 3038531 72 


3055284 3055316 72 


dicarboxylicus strain CreMall 16S ribosomal RNA, partial 


dicarboxylicus Bacteria; 
Propionivibrio. 
345890 Bacteria_16S 


Proteobacteria; 


3059836 3059868 72 


strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; 


345890 Bacteria_16S 3061377 3061409 72 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
Proteobacteria; 


mechernichensis Bacteria; 
345890 Bacteria_16S 
caribensis strain 


3077733 3077765 72 


345890 Bacteria_16S 3080788 3080820 72 
propionica strain U-8 16S ribosomal RNA, 
Bacteria; 
345890 Bacteria_16S 
deleyianum strain 
Sulfurospirillum 
Campylobacteraceae; Sulfurospirillum. 
345890 Bacteria_16S 3159216 3159248 72 
arcachonense strain FI1F6 
arcachonense Bacteria; 
Sulfurospirillum. 
345890 Bacteria_16S 


3137801 3137833 72 


3198811 3198843 72 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 319956 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; 


Magnetospirillum. 


345890 Bacteria_16S 3204762 3204794 72 


strain HA2P 16S ribosomal RNA, partial sequence 


Spirochaetes; Spirochaetales; 


345890 Bacteria_16S 3212258 3212290 72 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
345890 Bacteria_16S 
strain NR-27 16S 
Bacteroidetes; Sphingobacteria; 
345890 Bacteria_16S 


3218377 3218409 72 


3221391 3221423 72 


complete sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


Clostridiaceae; 


ribosomal RNA, partial sequence 
Enterococcaceae; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; 


Proteobacteria; Deltaproteobacteria; Desulfurellales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


Spirochaetaceae; Treponema. 


ribosomal RNA, partial sequence 


103 gi| 219856844 


Betaproteobacteria; Hydr 
103 gi| 219856812 
2964771 29662 

Sphingomon 

103 gi|219846914 
3013492 30150 

103 gi|219846904 


Clostridiales; C 
gi| 219846899 
3034695 30361 


103 


103 gi| 219846897 
3037737 30392 


Vagococcus. 


Clostridium. 


ref |NR_024663.1 
2918000 291946 
ogenophilales; 


Hydrogenophilus 
0 Hydrogenophilus 
Hydrogenophilaceae; 


ref|NR_024631.1| Sphingopyxis chilensis 
22 Sphingopyxis chilensis Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_026506.1| Acidovorax defluvii 
17 Acidovorax defluvii Bacteria; 
ae; Acidovorax. 
ref|NR_026496.1] Anaerobacter 

3028583 3030038 Anaerobacter 
lostridiaceae; Anaerobacter. 
ref|NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 


ref|NR_026489.1| Vagococcus fluvialis 
05 Vagococcus fluvialis Bacteria; 


103 gi|219846885|ref|NR_026477.1| Propionivibrio 
sequence 3054533 3056028 Propionivibrio 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
103 gi|219846882|ref|NR_026474.1| Thauera selenatis 


3059104 30605 


94 Thauera selenatis Bacteria; 
; Thauera. 


103 gi|219846881|ref|NR_026473.1| Thauera 
3060645 3062135 Thauera 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
103 gi|219846870|ref|NR_026462.1| Burkholderia 


219846868 
30800 


103 gi 
partial sequence 
103 


gi| 219846830 


Spirillum 5175 16S ribosomal RNA, partial sequence 
deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; 


103 gi| 219846816 


103 gi| 219846789 


103 gi| 219846785 


3204032 32054 
103 


gi|219846780 


103 gi| 219846775 


3217640 32191 
103 


gi| 219846773 


Burkholderiales; 


Desulfurellaceae; 


Campylobacterales; 


Rhodospirillales; 


sequence 3211554 321297 
Campylobacterales; 


3076975 3078406 Burkholderia 
Burkholderiaceae; Burkholderia. 
ref|NR_026460.1| Desulfurella 

33 3081558 Desulfurella propionica 
Desulfurella. 
Sulfurospirillum 

4 3138514 
Campylobacterales; 


ref|NR_026422.1 


313708 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


ref|NR_026408.1 
3158497 315992 


ref 81.1] Magnetospirillum 
3 Magnetospirillum 


Rhodospirillaceae; 


NR_0263 


ref|NR_026377.1| Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


ref |NR_026372.1 


ref|NR_026367.1| Thermonema rossianum 


04 Thermonema rossianum Bacteria; 
Sphingobacteriales; Flammeovirgaceae; 


Thermonema. 
NR_026365.1 


ref Janthinobacterium 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 


Bacteria; 
345890 Bacteria_16S 


3222910 3222942 72 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; 


Janthinobacterium. 


345890 Bacteria_16S 3231892 3231948 49 


strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 32326 


Firmicutes; Clostridia; 
345890 Bacteria_16S 


Clostridiales; 
3233403 3233435 1 


acanthamoebae strain Bn9 16S ribosomal RNA, 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; 


345890 Bacteria_16S 3269634 3269666 72 
strain Feox-1 16S ribosomal RNA, 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


complete sequence 


103 219846772 


sequence 


gi 


103 gi|219846766 


33 gi| 219846765 
complete sequence 


Oxalobacteraceae; 


Burkholderiales; 


56 Peptoniphilus 
Clostridiales Family XI. Incertae Sedis; 


Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
Oxalobacteraceae; 


ref|NR_026364.1 
3222170 322363 


ref Peptoniphilus harei 
harei Bacteria; 
Peptoniphilus. 
ref|NR_026357.1| Parachlamydia 
3232707 3234247 Parachlamydia 


Parachlamydia. 


NR_026358.1 


103 gi| 219846741 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


ref |NR_026333.1| Leptothrix mobilis 


3268876 3270396 Leptothrix mobilis Bacteria; 


345890 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
345890 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


345890 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


345890 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


345890 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


345890 Bacteria_16S 


carrageenovora st 


Pseudoalteromonas ca 
Pseudoalteromonad 
345890 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


345890 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


345890 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; G 


345890 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


345890 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


345890 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


345890 Bacteria_16S 


homopropionicum s 
homopropionicum B 


345890 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


345890 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


345890 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


345890 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


345890 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


345890 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


345890 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


345890 Bacteria_16S 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 


345890 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


Halanaerobiaceae; Halanaerobium. 

3420156 3420188 72 103 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


en 
na 
3423118 3423150 72 103 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 


ia 
er 
3424601 3424633 72 103 gi 
rain ATCC 12662 16S ribosomal RNA, parti 
aceae; Pseudoalteromonas. 

3427560 3427592 72 103 gi 
IAM 12927 16S ribosomal RNA, partial s 


a; Proteobacteria; Gammaproteobacteria; 


3437541 3437573 72 103 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3440560 3440592 72 103 gi 


en 
na 


ammaproteobacteria; Pseudomonadales; M 
3443579 3443611 72 103 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3522675 3522707 72 103 gi 


or 


se 


’ 


etaproteobacteria; Rhodocyclales; Rhodoc 


3528752 3528784 72 103 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3530250 3530282 72 103 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3531778 3531810 72 103 gi 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533224 3533256 72 103 

S ribosomal RNA, partial sequence 


ia 
ri 


gi 


ribosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Ideo 


219846631 


219846629 


219846628 


219846626 
eq 


219846618 
219846616 
6S ribosomal RNA, partial sequence 3439822 34412 
219846614 
219846561 


6S ribosomal RNA, partial sequence 3521933 35234 


219846557 
6S ribosomal RNA, partial sequence 3528019 35294 


219846556 
219846555 
3531057 3532455 Sarci 


219846554 
3532506 35339 


ridia; Clostridiales; Clostridiaceae; Sarcina. 

3556415 3556447 9 41 gi| 219846538 |ref|NR_026130.1 
bosomal RNA, partial sequence 3555718 3557247 Zoogloea 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

3556479 3556511 72 103 gi|219846538|ref|NR_026130.1 
bosomal RNA, partial sequence 3555718 3557247 Zoogloea 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

3589855 3589887 72 103 gi| 219846516 |ref|NR_026108.1 


3589120 35906 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromona 


ce 34194 
dales; P 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


1 sequen 
ia; Alte 


ref 
nce 


NR_026220.1 


al seque 342386 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudo 


uence 
Alteromo 


ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026153.1 


ce 34368 
dales; M 


axellace 


quence 
Pseudomo 


¢ Th 
ref 


auera. 
NR_026149.1 


yclaceae 


ostridium. 
ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026147.1 


na maxima Bacter 


1 sequen 
diales; 


ref |NR_026146.1 


nella. 


3635237 3635269 72 103 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3647424 3647456 72 103 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3679598 3679630 72 103 gi 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 

3690129 3690161 72 103 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ob 


Ss; 


qu 
er 


gi 


219846482 


219846473 
3646715 36481 


219846451 


219846444 
3689398 3690858 Mycoplasma auris Bacteria; 


ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_026042.1 

3678896 368032 
ettsiales; Ricke 


36345 
acterale 


Helicob 


ence 


ia; Rick 


ref|NR_026035.1 


d 


a 


3312246 3312278 72 103 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 

bosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingobium. 

3350271 3350303 72 103 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
6S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

3376287 3376319 72 103 gi|219846666|ref|NR_026258.1| Halanaerobium 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 

Acinetobacter junii 
junii Bacteria; 
ay 

Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 

Thauera aromatica 


32 Thauera aromatica Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 

Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Zoogloea ramigera 


ramigera Bacteria; 


Zoogloea ramigera 


ramigera Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Mycoplasma auris 


345890 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


345890 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


345890 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


345890 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


345890 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


345890 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


345890 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


345890 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


345890 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


345890 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


345890 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


345890 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


345890 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


345890 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; B 


345890 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


345890 Bacteria_16S 


strain RB 16S rib 


3694685 3694717 72 103 gi 
ammaproteobacteria; Pasteurellales; Pa 
3696122 3696154 72 103 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 


3697597 3697629 72 103 gi 


psilonproteobacteria; Campylobacterale 
3711166 3711198 72 103 gi 
I 16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 

3715660 3715692 72 103 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3718607 3718639 72 103 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


3720136 3720168 72 103 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 

3751162 3751194 72 103 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3752676 3752708 72 103 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3754202 3754234 72 103 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3755717 3755749 72 103 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758724 3758756 72 103 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3760262 3760286 71 95 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3770716 3770748 72 103 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3779859 3779891 72 103 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3781254 3781278 9 33 gi 
osomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
345890 Bac 
strain RB 16S rib 


teria_16S 


3781318 3781350 72 
osomal RNA, partial sequence 


103 gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
345890 Bac 
strain LX 16S rib 
Tenericutes; Moll 


345890 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


345890 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


345890 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


345890 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


345890 Bacteria_16S 


teria_16S 


3785831 3785863 72 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3794834 3794866 72 103 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3802351 3802383 72 103 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3803849 3803881 9 41 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3803913 3803945 72 103 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3805363 3805395 9 41 gi 


103 gi 


219846441 


6S ribosomal RNA, partial sequence 3693916 36953 


steurellac 
219846439 
ce 36953 
llales; Pa 
219846438 


6S ribosomal RNA, partial sequence 3696887 36983 


s; Helicob 
219846429 
37104 
Clostridiu 
219846426 


3714904 37163 


219846424 
equence 
a; Chromat 


219846422 


3719395 37209 


Clostridiu 
219846398 

quence 

asmataceae 
219846397 


3751943 37534 


219846396 


3753459 37549 


219846395 


3754983 37564 


219846393 


3757993 37594 


219846392 


3759507 37610 


219846384 


3769978 37714 


rkholderia 
219846377 


3779118 37805 


219846376 


3780594 37820 


kettsiacea 


219846376 


3780594 37820 


kettsiacea 


219846373 


3785096 37865 


219846367 


3794096 37955 


mamonadace 
219846361 


3801626 38030 


s; Helicob 
219846360 


3803146 38046 


caligenace 
219846360 


3803146 38046 


caligenace 
219846359 


parapertussis strain 522 16S ribosomal RNA, partial sequence 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


ref|NR_026032.1| Pasteurella aerogenes 
20 Pasteurella aerogenes Bacteria; 

eae. 
ref|NR_026030.1| Actinobacillus 

71 3696836 Actinobacillus porcinus 
steurellaceae; Actinobacillus. 
ref|NR_026029.1| Helicobacter trogontum 
08 Helicobacter trogontum Bacteria; 
acteraceae; Helicobacter. 
ref|NR_026020.1| Clostridium septicum 
25 3711931 Clostridium septicum Bacteria; 
m. 
ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


ref|NR_026015.1 
3717841 371934 
iales; Halothiob 


ref|NR_026013.1| Clostridium chauvoei 
01 Clostridium chauvoei Bacteria; 
m. 
ref|NR_025989.1 
3750418 375189 
; Mycoplasma. 
ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


Mycoplasma 
2 Mycoplasma 


ref|NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref|NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025983.1| Borrelia coriaceae 
25 Borrelia coriaceae Bacteria; 


ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
ceae; Ralstonia. 

ref|NR_025968.1| Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


ref|NR_025967.1| Rickettsia honei 
84 Rickettsia honei Bacteria; 
e; Rickettsieae; Rickettsia; 


, 


spotted 


ref|NR_025967.1| Rickettsia honei 
84 Rickettsia honei Bacteria; 
e; Rickettsieae; Rickettsia; 


’ 


spotted 


ref|NR_025964.1| Mycoplasma simbae 
26 Mycoplasma simbae Bacteria; 


ref|NR_025958.1| Polaromonas vacuolata 
49 Polaromonas vacuolata Bacteria; 

ae; Polaromonas 
ref|NR_025952.1 


Helicobacter hepaticus 
95 Helicobacter hepaticus Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025951.1| Bordetella pertussis 
09 Bordetella pertussis Bacteria; 


ae; Bordetella. 

ref|NR_025951.1| Bordetella pertussis 
09 Bordetella pertussis Bacteria; 

ae; Bordetella. 

ref|NR_025950.1| Bordetella 


3804660 3806123 Bordetella 


345890 Bacteria_16S 


parapertussis str 
parapertussis Bac 


345890 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


345890 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


345890 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


345890 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


345890 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


345890 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


345890 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


345890 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


345890 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


345890 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


345890 Bacteria_16S 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 


345890 Bacteria_16S 


strain Mtul 16S r 
Proteobacteria; A 
fever group. 


345890 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


345890 Bacteria_16S 


strain Td-21 16S 


Proteobacteria; B 


345890 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


345890 Bacteria_16S 


strain DD 16S rib 
Tenericutes; Moll 


345890 Bacteria_16S 3864624 3864656 72 103 gi|219846319|ref|NR_025909.1 
strain ATCC 29800 16S ribosomal RNA, partial sequence 3863852 3865319 Alisti 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 

345890 Bacteria_16S 3870679 3870711 72 103 gi|219846315|ref|NR_025905.1 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 387139 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Arcobacter. 

345890 Bacteria_16S 3884670 3884702 72 103 gi| 219846306 |ref|NR_025896.1 


strain BV1 16S ri 
Tenericutes; Moll 


345890 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


345890 Bacteria_16S 


Ya501 16S ribosom 
Spirochaetales; S$ 


3805427 3805459 72 103 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3806877 3806909 9 41 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3806941 3806973 72 103 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3808403 3808435 72 103 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3819211 3819243 72 103 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3820743 3820775 72 103 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


ri 


s 


s 


Ss; 


rt 
er 


3822273 3822305 72 103 
bosomal RNA, partial sequence 

psilonproteobacteria; Campylobacterale 
3825373 3825405 72 103 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3826853 3826885 72 103 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3834339 3834371 72 103 gi 


gi 


Ss; 


11 


Ss; 


H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halana 
tes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobiu 
3846462 3846494 72 103 gi|219846331|ref|NR_025921.1 
in 3-7-6 16S ribosomal RNA, complete sequence 3845748 384718 
eria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricket 
ed fever group. 
3849442 3849474 72 103 gi|219846329|ref|NR_025919.1 


ibosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ricke 
3854003 3854035 72 103 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3855521 3855553 72 103 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3857031 3857063 72 103 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858517 3858549 72 103 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


pt 


Oc 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3915169 3915193 71 95 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3916585 3916609 71 95 gi 


v 


345890 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


219846359 
ue 


219846358 


er 
219846358 


er 
219846357 
en 
ob 
219846350 
3818485 38199 


219846349 


219846348 
3821543 38230 


219846346 


219846345 


3826129 38276 


219846339 


somal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
ridiales; Ruminococcaceae; Ruminococcus. 
3841913 3841945 72 103 gi|219846334|ref|NR_025924.1 


3848728 38501 


219846326 


3853246 38547 


219846325 
3854781 38562 


219846324 
3856288 38577 


219846323 
3857775 38592 


3883911 38853 


219846284 
3914434 39158 


219846283 


NR_025950.1 
nce 2 


a; Burkh riales; Alc 
NR_025949.1 

3806174 380763 
holderiales; Alc 
ref |NR_025949.1 

3806174 380763 
holderiales; Alc 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacte 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref |NR_025940.1 
ence 382000 
ylobacterales; H 


equence 
ia; Burk 


equence 
ia; Burk 


ce 38076 
acterale 


Helicob 


ial sequ 
ia; Camp 


ref|NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref|NR_025935.1 


Helicob 


38245 
ales; Pa 


acte 
ref 


Helicob raceae; Heli 


NR_025929.1 


ttsiaceae; Rickettsieae; 


ref|NR_025916.1 
othrix. 


ref|NR_025915.1 


; Az 
ref 


yclaceae oarcus. 


NR_025914.1 


ref|NR_025913.1 


ref|NR_025874.1 


bur 
ref 


Borrelia gdorferi gro 


NR_025873.1 


ibosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Borrelia. 


al RNA, partial sequence 3915851 3917216 Borrelia turdi Bacter 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 
3933564 3933588 71 95 gi|219846271|ref|NR_025861.1 


a 


r 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 

aligenaceae; Bordetella. 
Bordetella 

7 Bordetella 

aligenaceae; Bordetella. 
Campylobacter 

obacter helveticus 

aceae; Campylobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Avibacterium volantium 
terium volantium 


Avibacterium. 


Helicobacter felis 


02 Helicobacter felis Bacteria; 


cobacter. 
Ruminococcus albus 
Bacteria; Firmicutes; 


Halanaerobium 
erobium lacurosei 
m. 
Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Arcobacter 
1 Arcobacter 


Campylobacteraceae; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Borrelia miyamotoi 


3932829 3934196 Borrelia miyamotoi Bacteria; 


345890 Bacteria_16S 


strain ATH 2.2.1 
Proteobacteria; 


Proteobacteria; 


Novosphingobium. 


345890 Bacteria_16S 


strain NCIMB 1176 
Bacteria; 


denitrificans Bac 


345890 Bacteria_16S 


strain IAM 12670 
Proteobacteria; 


Rhizobium/Agrobac 


345890 Bacteria_16S 


strain IAM 13153 


B 


Proteob 
345890 Bacteria_16S 
denitrificans str 


B 
345890 Bacteria_16S 
rhizogenes strain 
rhizogenes Bacter 


3961567 3961599 72 103 gi 


3963070 3963102 72 103 
bosomal RNA, partial sequence 


gi 


3966036 3966068 72 103 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3969052 3969084 72 103 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3971925 3971957 72 103 gi 
ain AS-Pl 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
3973426 3973458 72 103 gi 


etaproteobacteria; Burkholderiales; Ox 

3974879 3974911 72 103 gi 
IAM 14222 16S ribosomal RNA, complete 

ia; Proteobacteria; Alphaproteobacteri 

terium group; Agrobacterium. 

3976298 3976330 72 

16S ribosomal RNA, 


103 gi 
complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


345890 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
345890 Bacteria_16S 
seohaensis strain 
seohaensis Bacter 


Erythrobacter. 


345890 Bacteria_16S 
donghaensis strai 
donghaensis Bacte 


Porphyrobacter. 


345890 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 


Sphingopyxis. 


345890 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


345890 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


345890 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


345890 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


345890 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


345890 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


345890 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


345890 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


345890 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


345890 Bacteria_16S 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 


3995335 3995367 72 103 
ribosomal RNA, partial sequence 
Sphingomonadales; 
3996826 3996858 72 103 gi 


gi 


ia; Proteobacteria; Alphaproteobacteri 


3998320 3998352 72 103 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
4001242 4001274 72 


103 gi 


ia; Proteobacteria; Alphaproteobacteri 


4031572 4031628 49 103 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034676 4034732 49 103 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4036197 4036229 72 103 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
4037715 4037747 72 103 gi 

16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Th 
4060212 4060244 72 103 gi 
ain YIM 31327 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
4081540 4081572 72 103 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
4084593 4084625 72 103 gi 
F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 
4093638 4093670 72 103 gi 


avobacteria; Flavobacteriales; Flavoba 
4122286 4122318 72 103 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


4123821 4123853 72 103 gi 


16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Ru 
345890 Bacteria_16S 
strain FR2 16S ri 
B 


3962329 39637 
etaproteobacteria; Burkholderiales; Co: 
345890 Bacteria_16S 
capsulatum strain 
capsulatum Bacter 


16S ribosomal RNA, partial sequence 3972687 39741 


3994645 39960 


SW-135 16S ribosomal RNA, partial seq 


SW-151 16S ribosomal RNA, partial seq 


Sphingomon 


4080799 40 


6S ribosomal RNA, partial sequence 4092900 40 


219846251 


brivivax. 
219846250 


mamonadace 
219846248 
sequence 
a; Sphingo: 


219846246 
39683 
rillales; 
219846244 
equence 
ria; Burkh 
219846243 


alobactera 
219846242 
sequence 
a; Rhizobi 


219846241 

39756 

llaceae; 
219846228 


Erythrobac 
219846227 
uence 

a; Sphingo: 


219846226 
quence 
ia; Sphing 


, 


219846224 
uence 
a; Sphingo: 


219846202 
40308 
ales; Glyc 
219846200 
rtial sequ 
e; Actinom 


219846199 
ence 40355 
adales; 

219846198 
40370 
iomonas. 
219846180 
al sequenc 
ria; Burkh 
219846165 
822 
pidimonas. 
219846163 
e 40838 
ilales; Me 
219846157 
943 
cteriaceae 
219846135 
sequence 

cteria; Rh 


Mycop 


ref |NR_025841.1 


ref |NR_025840.1 
ae; Rhodoferax. 
ref|NR_025838.1 

3965346 396678 
monadales; Sphin 


ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref |NR_025834.1 

3971185 397263 
olderiales; Coma 
ref |NR_025833.1 


ceae; Duganella. 
ref |NR_025832.1 

3974188 397555 
ales; Rhizobiace 


’ 


ref |NR_025831.1 
07 3977021 Mycopl 
lana. 
ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
NR_025817.1 
3996136 399757 
monadales; Eryth 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


ref|NR_025792.1 
56 4032350 Glycom 
omycineae; Glyco 
ref |NR_025790.1 
ence 403395 
ycetales; Glycom 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025788.1 
01 4038390 Thiomo 


ref|NR_025770.1 
e 4059499 406093 
olderiales; Oxal 
ref|NR_025755.1 


ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref|NR_025747.1 
, Ar 
ref 


enibacter. 
NR_025725.1 
121524 412305 
odocyclales; Rho 


rs 


219846134 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Phaeospirillum fulvum 

pirillum fulvum 

e; Phaeospirillum. 
Brachymonas 

6 Brachymonas 

monadaceae; Brachymonas. 

Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Agrobacterium 
6 Agrobacterium 
ae; 


Mycoplana bullata 
ana bullata Bacteria; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Glycomyces algeriensis 

yces algeriensis 

mycetaceae; Glycomyces. 
Glycomyces 

0 4035456 Glycomyces 

ycineae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Duganella 
7 Duganella 
obacteraceae; Duganella. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


ref|NR_025724.1 


412310 


Volucribacter 
3 4124536 Volucribacter 


psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Volucribacter. 


345890 Bacteria_16S 4135862 4135894 1 33 gi|219846123|ref|NR_025713.1 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 
345890 Bacteria_16S 4142124 41421561 33 gi|219846119|ref|NR_025709.1 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 41429 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
345890 Bacteria_16S 4149952 4149984 1 33 gi|219846114|ref|NR_025704.1 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 41507 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
345890 Bacteria_16S 4151507 4151539 1 33 gi| 219846113 |ref|NR_025703.1 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 41521 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
345890 Bacteria_16S 4152935 4152967 1 33 gi|219846112|ref|NR_025702.1 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 41537 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
345890 Bacteria_16S 4154501 4154533 1 33 gi|219846111|ref|NR_025701.1 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 41553 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
345890 Bacteria_16S 4159198 41592301 33 gi|219846108|ref|NR_025698.1 
strain CCH 16S ribosomal RNA, partial sequence 4158509 41600 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
345890 Bacteria_16S 4172943 4173035 13 103 gi|219846098|ref|NR_025688.1 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 417374 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
345890 Bacteria_16S 4176015 4176047 9 41 gi|219846096|ref|NR_025686.1 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacte 
345890 Bacteria_16S 4176079 4176111 72 103 gi|219846096|ref|NR_025686.1 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacte 
345890 Bacteria_16S 4177500 4177532 9 41 gi|219846095|ref|NR_025685.1 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 417830 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 
345890 Bacteria_16S 4177564 4177596 72 103 gi|219846095|ref|NR_025685.1 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 417830 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 
345890 Bacteria_16S 4189808 4189840 72 103 gi| 219846083 |ref|NR_025673.1 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 419056 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Schlegelella. 

345890 Bacteria_16S 4194406 4194438 72 103 gi| 219846079 |ref 


strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 


Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


345890 Fungi_16S 


strain IFM 100 
Actinobacteria 


35 16S ribosomal RNA, partial sequence 1 
; Actinobacteridae; Actinomycetales; Cory 


345890 Fungi_16S 


strain IFM 078 
Actinobacteria 


4 16S ribosomal RNA, partial sequence 1564 
; Actinobacteridae; Actinomycetales; Cory 


345890 Fungi_16S 


strain IFM 057 
Actinobacteria 


5 16S ribosomal RNA, partial sequence 3067 
; Actinobacteridae; Actinomycetales; Cory 


345890 Fungi_16S 


strain IFM 100 
Actinobacteria 


84 16S ribosomal RNA, partial sequence 4616 
; Actinobacteridae; Actinomycetales; Cory 


345890 Fungi_16S 


strain YZ-96 1 
Actinobacteria 


668 700 1 


2177 2209 1 


3715 3747 1 


5275 5307 at 


6831 6863 1 


33 


33 


33 


33 


33 


6S ribosomal RNA, partial sequence 


; Actinobacteridae; Actinomycetales; Cory 


345890 Fungi_16S 


strain IFM 024 
Actinobacteria 


5 16S ribosomal RNA, partial sequence 7721 
; Actinobacteridae; Actinomycetales; Cory 


345890 Fungi_16S 


strain IFM 100 
Actinobacteria 


88 16S ribosomal RNA, partial sequence 9174 
; Actinobacteridae; Actinomycetales; Cory 


345890 Fungi_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 


8333 8365 1 


9819 9851 1 


11300 11332 1 


33 


33 


33 


gi 


gi 


gi 


gi 


gi 


6163 


gi 


gi 


gi 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiaceae; Nocardia. 
345890 Archaea_16S 
labreanum strain Z 16S ribosomal RNA, partial sequence 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanocorpusculaceae; Methanocorpusculum. 


14056 14088 72 


103 


gi 


1514 


3016 


4565 


6112 


nebacterin 
265678348 


7670 


nebacterin 
265678342 


9123 


nebacterin 
219857197 


10588 


nebacterin 
219857175 
al sequenc 


Actino: 


265678781 


13367 


ref 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


myce 


e 10639 


NR_025669.1 


Kerstersia. 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_024825.1 


Nocardiacea 
NR_024803.1 
12137 


tales; Coryn 


ref 


14775 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Achromobacter spanius 
spanius Bacteria; 
rs 
Achromobacter spanius 
spanius Bacteria; 
rs 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 
caligenaceae; 
265678352 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
nebacterineae; 
265678351 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
nebacterineae; 
265678350 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 
nebacterineae; 
265678349 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


NR_029086.1 
Methan 


Methanocorpusculum 
ocorpusculum labreanum 


345890 Archaea_16S 15503 15538 72 106 gi|265678754|ref|NR_029059.1| Palaeococcus 
helgesonii strain PI1 16S ribosomal RNA, partial sequence 14826 16263 Palaeococcus helgesonii 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

345890 Archaea_16S 17034 17069 72 106 gi|265678750|ref|NR_029055.1| Thermococcus aegaeus 
strain P5 16S ribosomal RNA, partial sequence 16314 17766 Thermococcus aegaeus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

345890 Archaea_16S 34520 34555 72 106 gi|265678399|ref|NR_028701.1| Methanocaldococcus 
vulcanius strain M7 16S ribosomal RNA, partial sequence 33808 35231 Methanocaldococcus vulcanius 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 
345890 Archaea_16S 79399 79434 72 106 gi|254971321|ref|NR_028239.1| Thermococcus zilligii 
AN1 16S ribosomal RNA, partial sequence 78682 80132 Thermococcus zilligii Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

345890 Archaea_16S 92777 92876 9 106 gi|254971310|ref|NR_028228.1| Methanobacterium 
alcaliphilum WeN4 16S ribosomal RNA, partial sequence 92166 93578 Methanobacterium alcaliphilum 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 
345890 Archaea_16S 129091 129126 72 106 gi|254971279|ref|NR_028197.1| Thermococcus 
waiotapuensis WT1 16S ribosomal RNA, partial sequence 128387 129829 Thermococcus waiotapuensis 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

345890 Archaea_16S 136554 136589 72 106 gi|254971274|ref|NR_028192.1| Thermococcus pacificus 
P-4 16S ribosomal RNA, partial sequence 135856 137291 Thermococcus pacificus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

345890 Archaea_16S 138045 138080 72 106 gi|254971273|ref|NR_028191.1| Thermococcus 
gorgonarius W-12 16S ribosomal RNA, partial sequence 137342 138786 Thermococcus gorgonarius Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

345890 Archaea_16S 161899 161998 9 106 gi|254971257|ref|NR_028175.1| Methanobacterium 
congolense C 16S ribosomal RNA, partial sequence 161275 162727 Methanobacterium congolense Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanobacterium. 

345890 Archaea_16S 190231 190266 72 106 gi|254971236|ref|NR_028154.1| Thermococcus 
acidaminovorans AEDII10 16S ribosomal RNA, partial sequence 189527 190952 Thermococcus acidaminovorans 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

345890 Archaea_16S 197674 197709 72 106 gi|254971231|ref|NR_028149.1| Palaeococcus 
ferrophilus DMJ 16S ribosomal RNA, partial sequence 196978 198386 Palaeococcus ferrophilus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

345890 Archaea_16S 21490 21532 56 97 gi|265678650|ref|NR_028955.1| Ignicoccus hospitalis 
strain Kin4-I 16S ribosomal RNA, partial sequence 20779 22160 Ignicoccus hospitalis Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Ignicoccus. 

345890 Archaea_16S 211057 211099 56 97 gi| 219846343 |ref|NR_025933.1| Pyrodictium occultum 
strain PL-19 16S ribosomal RNA, complete sequence 210342 211838 Pyrodictium occultum Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Pyrodictiaceae; Pyrodictium. 

345890 Archaea_16S 8114 8159 63 106 gi|265678835|ref|NR_029140.1| Methanococcus aeolicus 
strain Nankai-3 16S ribosomal RNA, partial sequence 7439 8832 Methanococcus aeolicus Archaea; 
Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 

345890 Archaea_16S 28690 28715 72 97 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 
indicus strain SL43 16S ribosomal RNA, partial sequence 27994 29402 Methanocaldococcus indicus 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 
345890 Archaea_16S 30139 30164 72 97 gi| 265678552 |ref|NR_028856.1| Methanoculleus 
submarinus strain Nankai-1 16S ribosomal RNA, partial sequence 29453 30847 Methanoculleus 
submarinus Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; 
Methanoculleus. 

345890 Archaea_16S 35971 36016 63 106 gi|265678344|ref|NR_028646.1| Methanotorris 
formicicus strain Mc-S-70 16S ribosomal RNA, partial sequence 35282 36655 Methanotorris 
formicicus Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanotorris. 
345890 Archaea_16S 55536 55561 72 97 gi|254971238|ref|NR_028156.1| Methanoculleus 
thermophilus CR-1 16S ribosomal RNA, partial sequence 54850 56280 Methanoculleus thermophilus 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 
345890 Archaea_16S 58533 58558 72 97 gi|254971336|ref|NR_028254.1| Methanofollis 
liminatans GKZPZ 16S ribosomal RNA, partial sequence 57845 59274  Methanofollis liminatans Archaea; 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanofollis. 

345890 Archaea_16S 60013 60038 72 97 gi|254971335|ref|NR_028253.1| Methanoculleus 
palmolei DSM 4273 16S ribosomal RNA, partial sequence 59325 60755 Methanoculleus palmolei 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 
345890 Archaea_16S 85309 85334 72 97 gi|254971317|ref|NR_028235.1| Thermoplasma 
acidophilum 122-1B2 16S ribosomal RNA, partial sequence 84597 86067 Thermoplasma acidophilum 
Archaea; Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

345890 Archaea_16S 178322 178347 72 97 gi|254971245|ref|NR_028163.1| Methanolinea tarda 
NOBI-1 16S ribosomal RNA, partial sequence 177617 179049 Methanolinea tarda Archaea; Euryarchaeota; 
Methanomicrobia; Methanomicrobiales; Genera incertae sedis; Methanolinea. 

345890 Archaea_16S 193173 193198 72 97 gi|254971234|ref|NR_028152.1| Methanoculleus 
chikugoensis MG62 16S ribosomal RNA, partial sequence 192488 193917 Methanoculleus chikugoensis 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 
345890 Archaea_16S 199140 199165 72 97 gi|254971230|ref|NR_028148.1| Methanocalculus strain 


MHT-1 16S riboso 


mal RNA, partial sequence 


198437 199866 Methanocalculus pumilus Archaea; 


Euryarchaeota; Methanomicrobia; Methanomicrobiales; Genera incertae sedis; Methanocalculus. 


345890 Archaea_16S 


halotolerans str 
halotolerans Arc 
Methanocalculus. 


a 


345890 Archaea_16S 


strain KAW2/2 16 
Euryarchaeota; T 


s 
h 


345890 Archaea_16S 


solfataricus stra 


solfataricus Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; 

345890 Archaea_16S 24408 24448 56 95 gi| 265678616 
arsenaticum strain PZ6 16S ribosomal RNA, partial sequence 23761 
Archaea; Crenarchaeota; Thermoprotei; Thermoproteales; Thermoprot 
345890 Archaea_16S 48041 48081 56 95 gi| 254971293 
sulfidivorans JP7 16S ribosomal RNA, partial sequence 47327 
Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae 
345890 Archaea_16S 70358 70398 56 95 gi| 254971328 
DSM 1651 16S ribosomal RNA, partial sequence 69647 71106 Acidi 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

345890 Archaea_16S 71856 71896 56 95 gi| 254971327 
So4a 16S ribosomal RNA, partial sequence 71157 72584 Acidi 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

348014 Bacteria_16S 693569 693634 31 96 gi| 265678587 
strain IS1B 16S ribosomal RNA, partial sequence 692571 69404 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 
348014 Bacteria_16S 217060 217125 31 96 gi| 265678918 
strain SH 106 16S ribosomal RNA, partial sequence 216053 21755 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 
348014 Bacteria_16S 485247 485312 31 96 gi| 265678728 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequen 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spiroc 
348014 Bacteria_16S 1169283 1169348 31 96 gi| 228719827 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 11682 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Sp 
348014 Bacteria_16S 1125515 1125581 30 96 gi| 224581403 


strain QSSC1-22 1 
Bacteroidetes; Fl 


348014 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


348014 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


348014 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


348014 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


348014 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


348014 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


348014 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


348014 Bacteria_16S 


thermohalophila s 
thermohalophila B 


348014 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 


Saccharospirillum. 
348014 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


206511 206536 72 97 gi 
in SEBR 4845 16S ribosomal RNA, partia 


haea; Euryarchaeota; Methanomicrobia; Methanomicr 


209532 209557 72 97 gi 


ribosomal RNA, complete sequence 208822 21029 
ermoplasmata; Thermoplasmatales; Picrophilaceae; 
9598 9638 56 95 gi| 265678822 


in IFO 15331 16S ribosomal RNA, partia 


6S ribosomal RNA, partial sequence 1124514 11259 


avobacteria; Flavobacteriales; 
44830 44895 31 96 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
215580 215645 31 96 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
370191 370256 31 96 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


Cryomor 
gi 


419297 419362 31 96 
bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
488409 488474 31 96 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
515887 515952 31 96 gi 
m strain DSM 15388 16S ribosomal RNA, 

m Bacteria; Proteobacteria; Gammaprote 
578406 578471 31 96 gi 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
591872 591937 31 96 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
605416 605481 31 96 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


841980 842045 31 
in 24 16S ribosomal RN. 
acteria; Gammaproteoba 


96 gi 
A, partial seque 
cteria; Oceanosp 


348014 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


967570 967635 31 
osomal RNA, partial sequence 
ammaproteobacteria; 


96 gi 


43805 


214535 21600 


418286 41972 


219857242 
1 sequence 


219846654 


1 sequence 


phaceae; C 
265679034 
45323 
Halomonad 
265678919 


Halomonad 
265678808 
quence 
eria; Ocea 
265678775 


Halomonad 
265678726 
ce 48737 
irillales; 
265678708 
partial se 
obacteria; 
265678667 
ence 57740 
irillales; 
265678658 
sequence 

acteroidal 
265678648 
ence 60442 
irillales; 


265678485 
nce 84098 
irillales; 


es; 


ref |NR_024870.1 
205812 207255 
obiales; Genera 


ref|NR_026246.1 


Methanocalculus 
Methanocalculus 
incertae sedis; 


Picrophilus oshimae 


1 Picrophilus oshimae Archaea; 


Picrophilus. 
ref|NR_029127.1] Sulfolobus 

8883 10377 Sulfolobus 
Sulfolobaceae; Sulfolobus. 
ref|NR_028921.1] Pyrobaculum 

25140 Pyrobaculum arsenaticum 
eaceae; Pyrobaculum. 
ref|NR_028211.1| Acidianus 

48799 Acidianus sulfidivorans JP7 
; Acidianus. 
ref|NR_028246.1| Acidianus brierleyi 
anus brierleyi Archaea; Crenarchaeota; 
ref|NR_028245.1| Acidianus infernus 
anus infernus Archaea; Crenarchaeota; 
ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 
ceae; Isosphaera. 
ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 
ref |NR_029033.1| Spirochaeta 
ce 484221 485741 Spirochaeta 
haetaceae; Spirochaeta. 
ref|NR_027585.1| Spirochaeta 
43 1169775 Spirochaeta smaragdinae DSM 
irochaeta. 
ref|NR_027184.1| Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


ryomorpha. 
ref|NR_029342.1 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


acea 
ref 


e; Carnimona 
NR_029227.1 


Ss. 
Halomonas elongata 


2 Halomonas elongata Bacteria; 


aceae; Halomonas 
ref|NR_029113.1 

369170 370614 
nospirillales; H 


ref|NR_029080.1 


Halomonas 
Halomonas 
alomonadaceae; 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 


aceae; Halomonas 
ref |NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref|NR_029013.1 
quence 514864 
Reinekea. 
ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus 
ref |NR_028963.1 

590846 592357 
Marinilabiac 
ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


ref |NR_028788.1 
1 842417 Marino 
Mar 


265678400 


inospirillum. 


Marinomonas 
monas ushuaiensis 


Reinekea 
516365 Reinekea 


Thalassolituus 
solituus oleivorans 


Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Saccharospirillum 
rospirillum impatiens 
aceae; 


Marinospirillum 
spirillum alkaliphilum 


ref|NR_028702.1 


Halomonas campisalis 


966531 967930 Halomonas campisalis Bacteria; 
Oceanospirillales; Halomonadaceae; Halomonas. 


348014 Bacteria_16S 1051648 1051713 31 96 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

348014 Bacteria_16S 1065278 1065343 31 96 gi|265678334|ref|NR_028636.1| Marinomonas 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

348014 Bacteria_16S 1211739 1211804 31 96 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

348014 Bacteria_16S 1213216 1213281 31 96 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

348014 Bacteria_16S 1214709 1214774 31 96 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

348014 Bacteria_16S 1216189 1216254 31 96 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

348014 Bacteria_16S 1276375 1276440 31 96 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
348014 Bacteria_16S 1484178 1484243 31 96 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

348014 Bacteria_16S 1737682 1737747 31 96 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

348014 Bacteria_16S 1756039 1756104 31 96 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

348014 Bacteria_16S 1784606 1784671 31 96 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

348014 Bacteria_16S 1862302 1862367 31 96 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
strain ME102 16S ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

348014 Bacteria_16S 1863809 1863874 31 96 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
348014 Bacteria_16S 1865391 1865456 31 96 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

348014 Bacteria_16S 2586731 2586796 31 96 gi|219857277|ref|NR_024908.1| Marinomonas 
mediterranea strain MMB1 16S ribosomal RNA, complete sequence 2585691 2587224 Marinomonas 
mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
348014 Bacteria_16S 2866819 2866884 31 96 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

348014 Bacteria_16S 2928035 2928100 31 96 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

348014 Bacteria_16S 2931020 2931085 31 96 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

348014 Bacteria_16S 2932525 2932590 31 96 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

348014 Bacteria_16S 2935547 2935612 31 96 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
348014 Bacteria_16S 3320166 3320231 31 96 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

348014 Bacteria_16S 3353608 3353673 31 96 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

348014 Bacteria_16S 3385765 3385830 31 96 gi| 219846659 |ref|NR_026251.1| Chromohalobacter 


marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 


3384746 338616 


8 Chromohalobacter 


marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Chromohalobacter. 


348014 Bacteria_16S 3387238 3387303 31 


96 


gi 


strain ATCC 49336 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


348014 Bacteria_16S 3836062 3836127 31 


96 


strain C-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


348014 Bacteria_16S 3837593 3837658 31 


96 


strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; 


348014 Bacteria_16S 3863373 3863438 31 


96 


strain Q-1 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
348014 Bacteria_16S 
strain ATCC 29800 
Bacteroidetes; Bacteroidia; 
348014 Bacteria_16S 4055957 4056022 31 
strain SS20 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
348014 Bacteria_16S 214060 214125 
strain 40 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
348014 Bacteria_16S 845043 845109 
strain CFBP 5236 
Proteobacteria; 

348014 Bacteria_16S 


Bacteroidia; 
3864892 3864957 31 


31 


30 


11365 


11430 31 


longreachensis strain 16910a 16S ribosomal RNA, 


longreachensis Bacteria; 
Desulfovibrio. 
348014 Bacteria_16S 35830 35895 31 
brennaborense strain DD5/3 16S ribosoma 
brennaborense Bacteria; Spirochaetes; 
348014 Bacteria_16S 41828 41893 31 
strain Ifremer A365 16S ribosomal RNA, 
Proteobacteria; 
348014 Bacteria_16S 50934 50999 31 
alaskensis strain All 16S ribosomal RNA, 
Bacteria; Proteobacteria; 
348014 Bacteria_16S 96305 96370 31 
aespoeensis strain Aspo2 16S ribosomal 
aespoeensis Bacteria; Proteobacteria; 

Desulfovibrio. 
348014 Bacteria_16S 


Proteobacteria; 


111523 111588 31 


Bacteroidales; 


96 


96 


sequence 
Oceanospirillales; 


96 


sequence 
Oceanospirillales; 


96 


96 


96 


96 


96 


complete sequence 
Deltaproteobacteria; 


96 


96 


strain BR 16S ribosomal RNA, partial sequence 


Spirochaetes; Spirochaetales; 
348014 Bacteria_16S 125372 125437 31 


Spirochaetaceae; 


96 


gi 


3835060 38365 
Halomonadaceae; 


gi 


3836584 38380 


Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


gi 


3862330 38638 
Rikenellaceae; 


gi 


16S ribosomal RNA, partial sequence 


Bacteroidales; Rikenellaceae; 


gi 


4054980 40563 
Halomonadaceae; 


gi 


213019 21448 


gi 


16S ribosomal RNA, partial sequence 844000 84550 
Gammaproteobacteria; Enterobacteriales; 


gi 


complete sequence 
Deltaproteobacteria; 


gi 


1 RNA, partial sequence 
Spirochaetales; 


gi 


partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


gi 


Desulfovibrionales 


gi 


RNA, partial sequence 
Deltaproteobacteria; 


gi 


110499 11199 
Treponema 


gi 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial 


moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae 


348014 Bacteria_16S 132995 133060 31 96 gi| 265678974 
strain R-10 16S ribosomal RNA, complete sequence 131953 13349 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermace 
348014 Bacteria_16S 168092 168157 31 96 gi| 265678951 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 169616 169681 31 96 gi| 265678950 
strain Fowl 16S ribosomal RNA, partial sequence 168553 16998 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
348014 Bacteria_16S 171092 171157 31 96 gi| 265678949 


strain 50 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; 


398 16S ribosomal 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 
348014 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; 


172602 172667 31 


174110 174175 31 
RNA, partial sequence 


175618 175683 31 


177104 177169 31 


Gammaproteobacteria; Vibrionales; 
348014 Bacteria_16S 
strain PB 1 16S ribosomal RNA, partial 


96 


sequence 
Gammaproteobacteria; Vibrionales; 
348014 Bacteria_16S 


96 


173054 174520 Vibri 
Aliivibrio. 


96 


96 


170036 17150 


Vibri 
gi 


171556 17300 
Vibrionaceae; 


gi 


gi 


6S ribosomal RNA, partial sequence 174571 17599 
Gammaproteobacteria; Vibrionales; Vibri 
348014 Bacteria_16S 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 


gi 


Spirochaeta 


219846658 


33862 


219846338 


219846337 


219846320 


265678920 


Marinomon 
265678483 


Enterobac 
265679056 


Des 
265679040 
265679036 
40774 
Vv 
265679030 
49907 
265678999 
Desulf 
265678988 


265678979 
sequence 


onaceae; V 
265678948 


Vv 
265678947 
265678946 


onaceae; V 


Halomonadaceae; 


ref|NR_026250.1| Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 
Halomonas. 

ref|NR_025928.1|] Halomonas halodurans 
33 Halomonas halodurans Bacteria; 
Halomonas. 
ref|NR_025927.1| Halomonas pacifica 
63 Halomonas pacifica Bacteria; 
Halomonas. 
ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 


Rikenella. 
219846319|ref|NR_025909.1| Alistipes putredinis 
3863852 3865319 Alistipes putredinis Bacteria; 
Alistipes. 
219846183|ref|NR_025773.1| Halomonas koreensis 


78 Halomonas koreensis Bacteria; 
Halomonas. 
ref|NR_029228.1| Marinomonas vaga 
4 Marinomonas vaga Bacteria; 
as. 
ref|NR_028786.1| Samsonia erythrinae 
2 Samsonia erythrinae Bacteria; 
teriaceae; Samsonia. 
ref |NR_029364.1| Desulfovibrio 

10342 11910 Desulfovibrio 


ulfovibrionales; Desulfovibrionaceae; 
ref|NR_029348.1] Treponema 
34837 36333 Treponema 
ceae; Treponema. 
ref|NR_029344.1| Vibrio pectenicida 
42243 Vibrio pectenicida Bacteria; 
ibrio. 
ref |NR_029338.1| Desulfovibrio 
51436 Desulfovibrio alaskensis 
; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_029307.1| Desulfovibrio 
95265 96764 Desulfovibrio 
ovibrionales; Desulfovibrionaceae; 
ref|NR_029296.1| Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Nitrospira 
Nitrospira 


ref |NR_029287.1 

124349 125867 
; Nitrospira. 
ref |NR_029282.1 
5 Rhodothermus marinus Bacteria; 
ae; Rhodothermus. 
ref|NR_029259.1| Vibrio mimicus strain 
o mimicus Bacteria; Proteobacteria; 


Rhodothermus marinus 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 

ref|NR_029257.1| Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 
ibrio. 
ref|NR_029256.1| Vibrio gazogenes 
3 Vibrio gazogenes Bacteria; 


ibrio. 
ref|NR_029255.1| Vibrio fischeri strain 
o fischeri Bacteria; Proteobacteria; 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 
ibrio. 


265678945 
17604 


ref|NR_029253.1| Photobacterium 
8 177513 Photobacterium leiognathi 


Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


348014 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


348014 Bacteria_16S 


strain HO14 16S r 
Spirochaetes; Spi 


348014 Bacteria_16S 
asymbiotica subsp. 
Photorhabdus asymbiotica subsp. 


Enterobacteriales 


348014 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


348014 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


348014 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


348014 Bacteria_16S 


luminescens subsp 


Enterobacteriales 


348014 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


348014 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


348014 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


348014 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


348014 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


348014 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


348014 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; G 


348014 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


348014 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


348014 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


348014 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


348014 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


348014 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


348014 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


Photorhabdus luminescens subsp. 


223203 223268 31 
osomal RNA, partial se 
ammaproteobacteria; Vi 
311232 311297 31 
ibosomal RNA, partial 
rochaetales; Spirochae 
400718 400783 31 
australis strain 980 
; Enterobacteriaceae; 
434813 434878 31 


, 


ribosomal RNA, partial 
ammaproteobacteria; Al 
486838 486903 31 
RNA, partial sequence 
ia; Vibrionales; Vibri 
491543 491608 31 
ribosomal RNA, partia 
ammaproteobacteria; Oc 
517450 517515 31 


thracensis strain 39 


348014 Bacteria_16S 


96 


quence 
brionales; Vibri 


96 


sequence 
taceae; 


96 


2892 16S ribosomal RNA, pa 


gi| 265678914 
222148 22363 
onaceae; 
gi| 265678853 
310195 31168 
Borrelia; Borrelia 
gi| 265678788 


Vv 


ref 


ref 


ref 


rtia 


NR_029222.1 


oO. 
NR_029159.1 


gdorferi gr 
NR_029093.1 
1 sequence 


fe) 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 
ibri 


Borrelia japonica 


7 Borrelia japonica Bacteria; 
bur 


up. 
Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 
96 gi| 265678765 
sequence 433793 43528 
teromonadales; Shewanellac 
96 gi| 265678727 
485792 487320 Vibri 


onaceae; 


96 


1 sequence 
eanospirillales; 


96 


-8 16S ribosomal 


Vibrio. 
gi| 265678724 
490502 49197 
Halomonad 
265678707 
RNA, comp 


gi 


ref 


eae; 


ref 


ref 


ref 


oO po 


lete 


NR_029070.1 


Shewanella. 
NR_029032.1 
nticus Bacte 


NR_029029.1 
e; Halomona 


NR_029012.1 
sequence 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Vibrio ponticus strain 
ria; Proteobacteria; 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


acea s. 


Photorhabdus 
516416 517931 


thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


strain B43 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


; Enterobacteriaceae; Photorhabdus. 

519015 519080 31 96 gi|265678706|ref|NR_029011.1| Photorhabdus 
- kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

e; Photorhabdus. 
535801 535866 31 96 gi|265678695|ref|NR_029000.1| Arcicella aquatica 
ribosomal RNA, partial sequence 534808 536267 Arcicella aquatica Bacteria; 
hingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

543423 543488 31 96 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
osomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacterales; Deferribacteraceae; Deferribacter. 

546484 546549 31 96 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 

16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

570949 571014 31 96 gi|265678672|ref|NR_028977.1| Pedobacter africanus 

ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

616250 616315 31 96 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
bosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

628380 628445 31 96 gi|265678633|ref|NR_028938.1| Morganella morganii 
bosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

645227 645292 31 96 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
al RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

663154 663219 31 96 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 

ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 

690487 690552 31 96 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

692039 692104 31 96 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
n NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

695066 695131 31 96 gi| 265678586 |ref|NR_028891.1| Planctomyces 
in DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 

709725 709790 31 96 gi| 265678576 |ref|NR_028881.1| Aliivibrio wodanis 

16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

711283 711348 31 96 gi|265678575|ref|NR_028880.1| Moritella viscosa 

16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

717480 717545 31 96 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 


716437 717968 Enterobacter pyrinus Bacteria; 


348014 Bacteria_16S 
strain XINach 16S 
Proteobacteria; 
348014 Bacteria_16S 
luminescens subsp. 
Photorhabdus lu 
Enterobacteriales; 
348014 Bacteria_16S 
luminescens subsp. 


Enterobacteriales; 
348014 Bacteria_16S 
VR1 16S ribosomal RNA, 
Gammaproteobacter 
348014 Bacteria_16S 
strain Pull 5.3 1 
Proteobacteria; 
348014 Bacteria_16S 
strain ASpGl1 16S 
Spirochaetes; Spi 
348014 Bacteria_16S 
strain 12993 16S 
Proteobacteria; 
348014 Bacteria_16S 


strain 256 16S ribosomal RNA, partial s 
Gammaproteobacteria; En 


Proteobacteria; 
348014 Bacteria_16S 
mexicanus strain 
Bacteria; Proteob 


ribosomal RNA, partia 
Gammaproteobacteria; En 


laumondii strain TTO 
Enterobacteriaceae; 
akhurstii strain FRG 
Photorhabdus luminescens subsp. 
Enterobacteriaceae; 
ia; Vibrionales; Vibri 


6S ribosomal RNA, 
Gammaproteobacteria; Al 


ribosomal RNA, partial 
rochaetales; 


ribosomal RNA, partial 
Gammaproteobacteria; En 


acteria; 


348014 Bacteria_16S 965986 966051 31 96 gi| 265678401 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria 
Salinivibrio. 

348014 Bacteria_16S 970555 970620 31 96 gi| 265678397 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Des 
Desulfovibrio. 

348014 Bacteria_16S 973678 973743 31 96 gi| 265678395 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 97261 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

348014 Bacteria_16S 976692 976757 31 96 gi| 265678393 
strain SS-2 16S ribosomal RNA, partial sequence 975693 97713 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiracea 
348014 Bacteria_16S 984240 984305 31 96 gi| 265678388 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial seq 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetal 
348014 Bacteria_16S 987378 987443 31 96 gi| 265678386 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 98633 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
348014 Bacteria_16S 988958 989023 31 96 gi| 265678385 
strain 167 16S ribosomal RNA, partial sequence 987916 98944 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
348014 Bacteria_16S 990538 990603 31 96 gi| 265678384 
strain I-75 16S ribosomal RNA, partial sequence 989496 99101 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
348014 Bacteria_16S 992109 992174 31 96 gi| 265678383 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
348014 Bacteria_16S 1004348 1004413 31 96 gi| 265678375 
strain ATCC 33433 16S ribosomal RNA, partial sequence 10033 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
348014 Bacteria_16S 1010359 1010424 31 96 gi| 265678371 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 10108 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
348014 Bacteria_16S 1059172 1059237 31 96 gi| 265678338 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Defer 
348014 Bacteria_16S 1062180 1062245 31 96 gi| 265678336 
japonensis strain 758 16S ribosomal RNA, partial sequence 10611 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chi 
348014 Bacteria_16S 1066732 1066797 31 96 gi| 265678333 
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onaceae; 


96 


1 sequence 
terobacteriales; 
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265678566 


265678565 
RNA, part 
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RNA, parti 


sychromonadace 
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ref 
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ref 


ref 


ref 


teri 
ref 


teri 
ref 


; De 
ref 


3 Vi 
ref 
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ref 


ref 


e; L 
ref 
uenc 
es; 

ref 
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ref 


teri 
ref 


teri 
ref 


teri 
ref 


teri 
ref 


eae; 
ref 


riba 
ref 


tino 


2 Photorhabdus 
Photo 


o ruber Bacteri 


3  Psychromonas 
Psychromonas. 


6 859025 Desul 


964933 96648 


969528 97104 


7 974173 Waddl 


6 987865 Citrob 


52 1004810 Kluyve 


1058138 10595 


67 1062648 Chiti 


NR_028871.1 


aceae; 
NR_028870.1 
equence 


NR_028869.1 
sequence 


NR_028837.1 


NR_028821.1 


ae; 
NR_028820.1 


NR_028803.1 


aceae; 
NR_028802.1 


aceae; 
NR_028776.1 
£ 
sulfovibrion 
NR_028703.1 
0 
brionales; 


NR_028699.1 
9 
vibrionales; 


NR_028697.1 
i 


NR_028695.1 


ewinella. 
NR_028690.1 
e 983192 
Spirochaetac 
NR_028688.1 


erobacteriac 
NR_028687.1 


aceae; Citro 
NR_028686.1 


aceae; Citro 
NR_028685.1 


aceae; Citro 
NR_028677.1 


aceae; Kluyv 
NR_028673.1 


Shewanella. 
NR_028640.1 
7 
cteraceae; D 
NR_028638.1 
n 
phagaceae; C 


ref 


a; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


Photorhabdus 
724253 725774 


Vibrio ruber strain 
Proteobacteria; 


Psychromonas arctica 


arctica Bacteria; 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
Kluyvera. 


Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 
Kluyvera. 


Desulfovibrio 

ovibrio mexicanus 
aceae; Desulfovibrio. 
Salinivibrio costicola 
Salinivibrio costicola 


Vibrionaceae; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Shewanella algae 


53 Shewanella algae Bacteria; 


Deferribacter 

3 Deferribacter 
eferribacter. 
Chitinophaga 
ophaga japonensis 
hitinophaga. 


NR_028635.1 


Rheinheimera pacifica 


strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 


348014 Bacteria_16S 


strain DB21MT-5 
Proteobacteria; 


ATCC 
Bacteria; 


Proteobacteria; 
348014 Bacteria_16S 


1111814 1111879 31 
1 


1119347 1119412 31 


1135964 1136029 31 


96 


6S ribosomal RNA, partial sequence 1110771 11122 
Gammaproteobacteria; Alteromonadales; 
348014 Bacteria_16S 


96 


35469 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


96 


strain YB1l 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Deferribacteres; 


348014 Bacteria_16S 
strain JT7304 16S 


Proteobacteria; 


strain MBIC3157 
Proteobacteria; 


ATCC 43969 
Bacteria; 


ATCC 29909 
Bacteria; 


ATCC 33641 
Bacteria; 


ATCC 43970 
Bacteria; 


acetiphilus DSM 
12809 Bacteria; 


348014 Bacteria_16S 


NS12 
Sphingobacteria; 


348014 Bacteria_16S 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial seque 
socranskii subsp. 
348014 Bacteria_16S 
buccale strain ATCC 35534 16S ribosomal RNA, partial seque 
Spirochaetales; 


subsp. 


socranskii subsp. 
348014 Bacteria_16S 


strain A431 16S 
Proteobacteria; 


Proteobacteria; 


subsp. 
costicola subsp. 
Salinivibrio. 


348014 Bacteria_16S 
strain E58 16S ribosomal RNA, 


strain ATCC 33508 16S ribosomal RNA, partial seq 
costicola Bacteria; Proteobacteria; Gammaproteob 
1367429 1367494 31 96 gi| 228718799 
complete sequence 1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
1369024 1369089 31 96 gi| 228718692 


348014 Bacteria_16S 
magneticus strain 


Bacteria; 


HTCC2155 strain 


HTCC2155 Bacteria; 
348014 Bacteria_16S 


16S ribosomal 
Proteobacteria; 
348014 Bacteria_16S 
16S ribosomal 
Proteobacteria; 
348014 Bacteria_16S 
16S ribosomal 
Proteobacteria; 
348014 Bacteria_16S 
16S ribosomal 
Proteobacteria; 
348014 Bacteria_16S 


16S ribosomal RNA, partial sequence 


Proteobacteria; 
348014 Bacteria_16S 


1149682 1149747 31 
ribosomal RNA, partial 
Deferribacterales; 
1152659 1152724 31 


1154076 1154141 31 


1 


1185921 1185986 31 


1187432 1187497 31 


1188943 1189008 31 


1190454 1190519 31 


1196600 1196665 31 
1 
Deferribacteres; 
1249480 1249545 31 


1252312 1252377 31 


paredis Bacteria; 
1253839 1253904 31 


buccale Bacteria; 
1258405 1258470 31 
ribosomal RNA, partial 
1264381 1264446 31 


Bacteria; Spirochaetes; 


1277865 1277930 31 


Proteobacteria; 
1343305 1343370 31 


1355536 1355601 31 


RS-1 16S ribosomal RNA, 


1372045 1372094 31 
HTCC2155 16S ribosomal 


1385655 1385720 31 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 
348014 Bacteria_16S 
strain AAFu3 16S 


96 


sequence 
Deferribacteraceae; 


96 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
348014 Bacteria_16S 


96 


6S ribosomal RNA, partial sequence 1153118 11545 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
348014 Bacteria_16S 


96 


RNA, partial sequence 
Gammaproteobacteria; 


96 


RNA, partial sequence 
Gammaproteobacteria; 


96 


RNA, partial sequence 
Gammaproteobacteria; 


96 


RNA, partial sequence 
Gammaproteobacteria; 


96 


2809 16S ribosomal RNA, partial sequence 
Deferribacterales; 


96 


1248510 1249867 Runel 
Sphingobacteriales; Flexibacteraceae; 


96 


Spirochaetes; 


96 


Spirochaetes; 


96 


sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
348014 Bacteria_16S 
lecithinolyticum 
lecithinolyticum 
348014 Bacteria_16S 
ganghwensis strain JC2041 16S ribosomal 
ganghwensis Bacteria; 
348014 Bacteria_16S 

DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferri 
Gammaproteobacteria; Alteromonadales; 
348014 Bacteria_16S 
costicola 


96 


ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales; 


96 


RNA, partial sequence 
Gammaproteobacteria; Altero 


96 


96 


complete sequence 
Deltaproteobacteria; 


80 


RNA, partial sequence 
Lentisphaerae; Lentisphaerales; 


96 


Enterobacteriales; 


Enterobacteriales; 


Enterobacteriales; 


Enterobacteriales; 


Enterobacteriales; 


Spirochaetales; 


Desulfovibrionales 


gi| 265678301 


gi|228716249 
1118333 11198 


gi| 253680766 
1134932 11363 


gi| 253680757 
1148654 11501 


gi| 253680755 
1151622 11530 
253680 


gi 754 


gi|228716090 
1184900 11863 


228716058 
11878 


228716012 
11893 


gi 


11955 


gi|219857416 
Runella. 


gi|219857241 


gi|219857240 


gi| 219856813 
1257400 12588 


219846655 
sequence 

Spirocha 
219846127 


gi 


gi 


gi|228721107 


Ferrimonada 
gi|228720264 


13679 
gi|228718145 


Lentisphaerace 


Psychromonadaceae; 


ref|NR_028602.1 
Moritella. 


ref |NR_027549.1 


ref|NR_028014.1 


ref|NR_028005.1 


ref|NR_028003.1 
67 Psychromonas 


ref|NR_028002.1 


ref|NR_027546.1 
Enterobacteriac 
ref|NR_027545.1 


Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 
ref|NR_027535.1 


Denitrovi 
ref|NR_025004.1 
la zeae Bacteria 


ref |NR_024869.1 
nce 125128 
Spirochaetaceae 
ref |NR_024868.1 
nce 125281 
Spirochaetaceae 
ref |NR_024632.1 


ref |NR_026247.1 

1263357 126483 
etaceae; Trepone 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref |NR_027602.1 
monas balearica 
ceae; 
ref|NR_027590.1 
uence 135446 
acteria; Vibrion 


ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027571.1 

1371035 137251 
ae; Lentisphaer 


@ 


gi|228716834 


denitrificans strain 0S217 16S ribosomal RNA, partial sequence 


denitrificans 0S217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


Ferrimonas. 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 
Moritellaceae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 
Enterobacteriaceae; 


Escherichia. 
Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
Vibrio. 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 
Geovibrio. 


Psychromonas kaikoae 


kaikoae Bacteria; 
Psychromonas. 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 
Photobacterium. 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Denitrovibrio 


65 1197080 Denitrovibrio acetiphilus DSM 
Deferribacteraceae; 


brio. 
Runella zeae strain 
; Bacteroidetes; 


Treponema socranskii 
9 1252767 Treponema 
7 Treponema. 
Treponema socranskii 
8 1254294 Treponema 
7 Treponema. 
Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 
Vibrio. 


Treponema 

5 Treponema 

ma. 

Thalassomonas 

8 Thalassomonas 
lliaceae; Thalassomonas. 
Ferrimonas balearica 
DSM 9799 Bacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Lentisphaera araneosa 
2 Lentisphaera araneosa 


ref|NR_027556.1 
1384632 138613 


Shewanella 
1 Shewanella 
Shewanellaceae; 


348014 Bacteria_16S 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Pseudoalter 


strain B-10-31 1 
Proteobacteria; 


348014 Bacteria_16S 


strain M1063U/93 
Proteobacteria; 


348014 Bacteria_16S 


strain M2000/95/ 
Bacteria; Proteo 


348014 Bacteria_16S 


strain SK-1T 16S 


1412558 1412623 31 


1430993 1431058 31 


1443352 1443417 31 


bacteria; 
1459785 1459850 31 
ribosomal RNA, partial 


96 


96 


96 


96 


sequence 


gi|224581450 
1411537 14130 


gi|224581435 


16S ribosomal RNA, partial sequence 1429972 14314 
Gammaproteobacteria; Pasteurellales; 


Pasteurellac 
gi|224581426 


1 16S ribosomal RNA, partial sequence 14423 
Gammaproteobacteria; 


Pasteurellales; Pa 
gi|]224581413 
1458766 14602 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
348014 Bacteria_16S 1467444 1467509 31 96 gi| 224581408 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 14678 


Spirochaetes; Sp 


348014 Bacteria_16S 


strain 8025 16S 
Proteobacteria; 


348014 Bacteria_16S 
S ribosomal RNA, partial sequence 
Spirochaetaceae; 


strain OMZ833 16 
Spirochaetes; Sp 


348014 Bacteria_16S 


decolorationis s 
decolorationis B 
Shewanella. 


348014 Bacteria_16S 1624898 1624963 31 96 gi| 219878460 

strain BA134 16S ribosomal RNA, partial sequence 1623889 16253 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteria 

348014 Bacteria_16S 1658356 1658421 31 96 gi| 219878436 

CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 1659911 1659976 31 96 gi| 219878435 

strain 75-80 16S ribosomal RNA, partial sequence 1658880 16603 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 
348014 Bacteria_16S 1667591 1667656 31 96 gi| 219878430 


strain Albert 19 
Proteobacteria; 


348014 Bacteria_16S 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 
348014 Bacteria_16S 


strain 888-76 16 
Proteobacteria; 


irochaetales; 
1512678 1512743 31 
ribosomal RNA, partial 
1523236 1523301 31 
irochaetales; 
1608372 1608437 31 


train S12 16S ribosomal 
acteria; Proteobacteria; 


982 16S ribosomal RNA, 


1672196 1672261 31 


1699627 1699692 31 


Spirochaetaceae; 


96 


sequence 
Gammaproteobacteria; Pasteurellales; 


96 


96 


partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 


96 


96 


Treponema. 
gi| 219878127 
1511717 15130 
Pasteurellac 
gi| 219857543 
1522207 15236 
Treponema. 
gi| 219878471 


RNA, partial sequence 
Gammaproteobacteria; Alt 


16665 


gi|219878427 
1671187 16725 


gi|219878408 


CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 1708807 1708872 31 96 gi| 219878402 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 17092 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
348014 Bacteria_16S 1714851 1714916 31 96 gi| 219878398 


faecium strain D 


SM 11690 16S ribosomal 


RNA, partial sequence 


ref|NR_027234.1 
omonadaceae; Alg 
ref|NR_027217.1 


eae; Phocoenobac 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; 
ref|NR_027194.1 


teriaceae; Xenor 


ref|NR_027189.1 


ref |NR_025266.1 


eae; 
ref 


Histophilus 
NR_025131.1 


ref|NR_025610.1 
1607365 160881 
eromonadales; Sh 


ref|NR_025599.1 


ceae; Belliella. 
ref|NR_025575.1 
o fortis Bacteri 


ref|NR_025574.1 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025547.1 
© pomeroyi Bacte 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025537.1 

1713828 171532 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Histophilus somni 


77 Histophilus somni Bacteria; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Sphingobacterium 
1 Sphingobacterium 


faecium Bacteria; Bacteroidetes; Sphingobacteria; 
Sphingobacterium. 
348014 Bacteria_16S 1716385 1716450 31 96 
strain AJ2502 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; 
348014 Bacteria_16S 1717939 1718004 31 96 
strain DSM 12145 


Sphingobacteriales; 


16S ribosomal RNA, partial sequence 1716916 17183 


Sphingobacteriaceae; 


219878397 |ref 


gi NR_025536.1 
Sphingobacteriaceae; Pedobacter. 


gi|219878396|ref|NR_025535.1 


Pedobacter piscium 
1715372 1716865 Pedobacter piscium Bacteria; 


Pedobacter saltans 
94 Pedobacter saltans Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

348014 Bacteria_16S 1719461 1719526 31 96 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

348014 Bacteria_16S 1757610 1757675 31 96 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

348014 Bacteria_16S 1777061 1777126 31 96 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 1792169 1792234 31 96 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 1793643 1793708 31 96 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 


LMG 19999 16S ribosomal RNA, partial sequence 


1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


348014 Bacteria_16S 1795198 1795263 31 
15052 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; Vibrionales; Vibri 
348014 Bacteria_16S 1796683 1796748 31 
strain LMG 20546 16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; Vi 
348014 Bacteria_16S 1798237 1798302 31 
strain LMG 20536 16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; Vi 
348014 Bacteria_16S 1847239 1847304 31 
livingstonensis s 
livingstonensis B 
Shewanella. 

348014 Bacteria_16S 
strain HK85 16S r 


acteria; Proteobacteria; 
1876011 1876076 31 
ibosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Pa 
348014 Bacteria_16S 1894616 1894681 31 
norvegicum strain DSM 1741 16S ribosoma 
norvegicum Bacteria; Proteobacteria; De 
Desulfomicrobium. 
348014 Bacteria_16S 1929300 1929365 31 
strain 2674 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Al 
348014 Bacteria_16S 1930836 1930901 31 
strain 2693 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Al 
348014 Bacteria_16S 1933839 1933904 31 
strain DSM 12838 16S ribosomal RNA, par 
Proteobacteria; Deltaproteobacteria; De 
348014 Bacteria_16S 1962696 1962761 31 
strain 95Al1 16S ribosomal RNA, complete 
Proteobacteria; Gammaproteobacteria; Pa 
348014 Bacteria_16S 1977812 1977877 31 
macestii strain M-9 16S ribosomal RNA, 
Bacteria; Proteobacteria; Deltaproteobact 
348014 Bacteria_16S 1988771 1988836 31 
strain DSM 5000 16S ribosomal RNA, part 
Proteobacteria; Gammaproteobacteria; En 
348014 Bacteria_16S 1990319 1990384 31 
proteamaculans strain DSM 4543 16S ribo 
proteamaculans Bacteria; Proteobacteria 
Serratia. 
348014 Bacteria_16S 
strain DSM 30063 
Proteobacteria; G 
348014 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; G 
348014 Bacteria_16S 
strain DSM 12358 
Proteobacteria; G 
348014 Bacteria_16S 
strain DSM 4594 1 
Proteobacteria; G 
348014 Bacteria_16S 
strain DSM 30118 
Proteobacteria; G 
348014 Bacteria_16S 
DSM 5563 16S ribosomal RNA, partial seq 
Gammaproteobacteria; Enterobacteriales; 
348014 Bacteria_16S 2001111 2001176 31 
proteus strain 42 16S ribosomal RNA, pa 
Bacteria; Proteobacteria; Gammaproteoba 
348014 Bacteria_16S 2002647 2002712 31 


’ 


1991867 1991932 31 
16S ribosomal RNA, par 
ammaproteobacteria; En 
1993410 1993475 31 
6S ribosomal RNA, part 
ammaproteobacteria; En 
1994958 1995023 31 
16S ribosomal RNA, par 
ammaproteobacteria; En 
1996493 1996558 31 
6S ribosomal RNA, part 
ammaproteobacteria; En 
1998038 1998103 31 
16S ribosomal RNA, par 
ammaproteobacteria; En 
1999577 1999642 31 


ce 
onaceae; 


train NF22 16S ribosomal 


96 


1794167 1795601 Vibri 


96 


96 


96 


RNA, partial 
Gammaproteoba 


96 


sequence 
steurellales; 


96 


1 RNA, partial s 
ltaproteobacteri 


96 


sequence 
teromonadales; 


96 


sequence 
teromonadales; 


96 


96 


sequence 
steurellales; 


96 


partial sequence 
Desulfov 


eria; 


96 


96 


somal RNA, parti 
Gammaproteobac 


96 


96 


96 


tial sequence 1993927 19 
terobacteriales; 


96 


ial sequence 1995493 19 
terobacteriales; 


96 


tial sequence 1997016 19 
terobacteriales; 


96 


uence 1998561 2000045 Pr 
Enterobacteriac 


96 


rtial sequence 
cteria; 


96 


Enteroba 


gi| 219878339 
Vibrio. 


gi|219878338 


tial sequence 1795652 17971 
brionales; Vibri 


onaceae; 


gi|219878337 


tial sequence 1797206 17986 
brionales; Vibri 


onaceae; 
219878304 

sequence 

ct 


gi 


gi|219878284 
1874987 18764 
Past 
gi|219878268 
equence 

a; 


gi|219878242 
1928261 19297 

Mor 
gi|219878241 
1929813 19313 

Mor 
gi|219878239 


tial sequence 1932811 19342 
sulfovibrionales 


’ 


gi|219878220 
1961654 19631 
Pasteurellac 
gi|219878210 
19767 
ib 


gi|219878203 


ial sequence 1987760 19892 
terobacteriales; 


Enterobac 
219878202 
al sequenc 
teria; Ent 


gi 


gi|219878201 


tial sequence 1990842 19923 
terobacteriales; 


Enterobac 


gi|219878200 


ial sequence 1992387 19938 
terobacteriales; 


Enterobac 
219878199 
954 

Enterobac 
219878198 
969 

Enterobac 
219878197 
985 

Enterobac 
219878196 
agi 
eae; Pragi 
219878195 
20000 
cteriales; 
219878194 


gi 


gi 


gi 


gi 


gi 


gi 


Vv 


Vv 


eria; Al 


eurellac 


Desulfo 


itellace 


itellace 


rionales; 


ref 
o xu 


NR_025478.1 
ii Bacteria 


, 


ref|NR_025477.1 


ibri 
ref 


oO. 
NR_025476.1 


ibrio. 

ref|NR_025443.1 
1846218 18477 

teromonadales; 


ref |NR_025423.1 
eae; 
ref |NR_025407.1 


vibrionales; 


ref |NR_025381.1 


Moritella. 
NR_025380.1 


ae; 
ref 


Moritella. 
NR_025378.1 


ae; 
ref 


biaceae; De 
ref|NR_025359.1 
eae; Pasteurell 
ref |NR_025349.1 
73 1978275 Desul 
; Desulfomicrob 
ref |NR_025342.1 


teriaceae; Tatu 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 


teri 
ref 


aceae; Serr 
NR_025339.1 


teri 
ref 


aceae; Serr 
NR_025338.1 


teri 
ref 


aceae; Serr 
NR_025337.1 


teri 
ref 


aceae; 
NR_025336.1 


teri 
ref 
a fo 
as 

ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 
ref |NR_025333.1 


aceae; 
NR_025335.1 
ntium Bacte 


1 
s 


1893578 189509 
Des 


s 


£ 
ae 


r 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
Haemophilus. 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicro 


ulfomicrobium. 
Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
a. 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
mella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 
a 


thas 
Serratia fonticola 


76 Serratia fonticola Bacteria; 
a 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 
a 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
Rahne 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
Prote 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 

348014 Bacteria_16S 2004179 2004244 31 96 gi|219878193|ref|NR_025332.1| Budvicia aquatica 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

348014 Bacteria_16S 2005724 2005789 31 96 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 


strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 


348014 Bacteria_ 


strain S1/1-984 
Proteobacteria; 


348014 Bacteria_ 
ferragutiae strai 
ferragutiae Bacte 


Buttiauxella. 


348014 Bacteria_ 


strain S$1/6-571 
Proteobacteria; 


348014 Bacteria_ 
carotovorum subsp. 


Proteobacteria; 


348014 Bacteria_ 
submarinus strain 6N 16S 
Proteobacteria 


Bacteria; 


348014 Bacteria_ 
DSM 4568 16S ribo 
Gammaproteobacter 
348014 Bacteria_ 
hydrothermalis st 
hydrothermalis Ba 


Desulfovibrio. 


348014 Bacteria_ 


16S 2007270 2007335 31 
16S ribosomal RNA, part 
Gammaproteobacteria; Enterobacteriales; 
16S 2008814 2008879 31 96 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; G 


96 gi 


16S 
16S ribosomal RNA, part 
Gammaproteobacteria; Enterobacteriales; 
16S 2028245 2028310 31 96 gi 
odoriferum strain LM 


2010373 2010438 31 96 gi 


; Enterobacteriaceae; Pectobacterium. 
16S 2092529 2092594 31 96 gi 
quence 
Gammaproteobacteria; Alteromonadales; 
16S 2103279 2103344 31 96 
ribosomal RNA, 
; Deltaproteobacteria; 
2121448 2121513 31 96 


gi 


16S 
somal RNA, partial seq 
ia; Enterobacteriales; 
16S 2163675 2163740 31 
rain AM13 16S ribosomal 


cteria; Proteobacteria; 


gi 


96 gi 


16S 2189578 2189643 31 96 gi 


ial sequence 2006247 20 


ammaproteobacter 


ial sequence 2009346 20 


G 17566 16S ribo 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriales 
348014 Bacteria_ 
strain 63 16S ribosomal RNA, partial se 2091488 20 


s 


partial sequenc 
Desulfov 


uence 2120505 2121907 Cedec 
Enterobacteriac 


RNA, partial s 
Deltaproteobac 


219878191 
077 
Enterobac 
219878190 
sequence 

ia; Entero 


ref 


ref 


v 


219878189 
108 
Enterobac 
219878177 
somal RNA, 


ref 


ref 


219878128 
930 
hewanellac 
219878118 
e 21022 
ibrionales 
219857654 


ref 


eae; 
ref 


a 
ref 


eae; Cedec 
219857626 
equence 
teria; 


ea. 
ref 


ND 


Des 


219857606 |ref 


41 Buttiauxella 
teri 


2007792 20092 
bact 
50 Buttiauxella 


teri 


par 
Proteobacteria; Gammaproteobacteria; 


11 2103776 Desul 
De 


ead 


162629 21641 
ulfo 


NR_025330.1 


aceae; Butt 
NR_025329.1 
9 
eriales; En 
NR_025328.1 


aceae; Butt 
NR_025316.1 
tial sequen 


NR_025267.1 


Shewanella 
NR_025257.1 
f 


sulfohalobi 
NR_025243.1 
avisae Bact 


NR_025215.1 
6 


vibrionales; 


NR_025195.1 


t 


Cc 


a 


e 


Buttiauxella gaviniae 


gaviniae Bacteria; 
i 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 
i 


auxella. 
Pectobacterium 
e 2027216 2028703 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Cedecea davisae strain 
ria; Proteobacteria; 


Desulfovibrio 
3 Desulfovibrio 


Desulfovibrionaceae; 


Shewanella fidelis 


strain KMM 3582 1 
Proteobacteria; G 


348014 Bacteria_16S 
ain MLF1 16S ribosomal 


thiodismutans str 
thiodismutans Bac 


6S ribosomal RNA, part 
ammaproteobacteria; Al 


teromonadales; S 
2236531 2236596 31 96 gi 
RNA, partial se 


quence 


er 


ial sequence 2188558 21900 
hewanellac 
219857575 


Desu 


eae; 
ref 


lfov 


Desulfonatronum. 


348014 Bacteria_ 


ATCC 
Proteobacteria; 


348014 Bacteria_ 


NCTC 
Proteobacteria; 


348014 Bacteria_ 
strain ATCC 33638 
Proteob 


Bacteria; 


348014 Bacteria_ 
pseudotuberculosi 
pseudotuberculosi 


Yersinia. 


348014 Bacteria_ 
azotonutricium st 
azotonutricium Ba 
348014 Bacteria_ 
strain ACEM 9 16S 


Proteobacteria; 


348014 Bacteria_ 
strain ATCC49733 16S ribosomal RNA, par 


Proteobacteria; 


348014 Bacteria_ 
strain YKJ-16 16S ribosomal RNA, partia 


Proteobacteria; 


348014 Bacteria_ 
inopinatus strain 
inopinatus Bacter 


Desulfovibrio. 


348014 Bacteria_ 


strain KMM 3299 
Proteobacteria; 


348014 Bacteria_ 
strain CCUG 30811 
Proteob 
348014 Bacteria_ 


Bacteria; 


teria; Proteobacteria; 


Deltaproteobacteria; 


Shewan 


ibriona 


57 Shewanella fidelis Bacteria; 
ella 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


7 


43380 16S ri 


5923 16S rib 


16S 2239555 2239620 31 
bosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2241066 2241131 31 96 gi 
osomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2242577 2242642 31 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
16S 2244088 2244153 31 96 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; 


96 gi 


16S 2270295 2270360 31 96 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 
16S 2294540 2294605 31 96 gi 
ribosomal RNA, partial sequence 

Gammaproteobacteria; Alteromonadales; 
16S 2364084 2364149 31 96 


Ss 
gi 


2238534 22399 


2240045 22415 


Enteroba 


Gammaprote 


2293525 22949 


tial sequence 2363042 23645 


219857573 |ref 
Enterobac 
219857572 |ref 
Enterobac 
219857571 
22415 
cteriales; 
219857570 
partial s 
obacteria; 


ref 


ref 


219857553 
sequence 
Spirochaet 
219857535 


ref 


ref 


hewanellac 
219857485 


eae; 
ref 


94 Yersinia 
teri 


05 Yersinia 
teri 


56 2243016 Y 
Ent 


eque 


Ent 


2269277 2 
acea 


NR_025161.1 


aceae; Yersi 
NR_025160.1 


aceae; Yersi 
NR_025159.1 
ersin 
erobacteriac 
NR_025158.1 
nce 224306 
erobacterial 


NR_025141.1 
27073 
e; Treponema 
NR_025123.1 


Shewanella 
NR_025073.1 


Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

16S 2391362 2391427 31 96 gi|219857466|ref|NR_025054.1 

1 sequence 2390343 23918 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
16S 2415845 2415910 31 96 gi|219857450|ref|NR_025038.1 
HHQ 20 16S ribosomal RNA, partial sequence 2414827 241631 
ia; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
16S 2443084 2443149 31 96 gi|219857424|ref|NR_025012.1 

16S ribosomal RNA, partial sequence 2442080 24435 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
16S 2446164 2446229 31 96 gi|219857422|ref|NR_025010.1 
16S ribosomal RNA, partial sequence 2445148 2446624 Alishe 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
16S 2462771 2462836 31 96 gi| 219857408 |ref|NR_024996.1 


strain ATCC 33531 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Treponema 
9 Treponema 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
s. 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Raoultella planticola 


2461740 2463175 Raoultella planticola 


348014 Bacteria_16S 
aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 

348014 Bacteria_16S 
granulomatis stra 
granulomatis Bacteria; 
348014 Bacteria_16S 

strain HPA92 16S 
Proteobacteria; G 
348014 Bacteria_16S 
strain 177 16S ri 
Proteobacteria; G 
348014 Bacteria_16S 
strain P925 16S r 
Proteobacteria; G 
348014 Bacteria_16S 


ria; 


burkinensis strain HDv 16S ribosomal RN 
Proteobacteria; 


Bacteria; 
348014 Bacteria_16S 


n ALA-3 16S ribosomal 


in ATCC 49244 16S ribo 
ribosomal RNA, partial 
ammaproteobacteria; Pa 


bosomal RNA, partial s 
ammaproteobacteria; Pa 


ibosomal RNA, partial 
ammaproteobacteria; Pa 


2574465 2574530 31 96 


Proteobacteria; D 


2600545 2600610 31 96 
Proteobacteria; 
2602099 2602164 31 96 
sequenc 
steurell 
2603653 2603718 31 96 
equence 

steurell 
2605207 2605272 31 96 
sequence 
steurell 
2606768 2606833 31 96 
A, parti 
Deltaproteobacteria; 

2608333 2608398 31 96 


RNA, partial seq 
eltaproteobacter 


somal RNA, parti 
Gammaproteobacte 


219857285 
uence 
ia 


gi 


, 


219857268 
al 
ria; 

219857267 


gi 


gi 
e 
ales; Pa 


gi 


st 
219857266 


2602614 26041 
eurellac 


Past 
gi| 219857265 
2604168 26056 
Pa 
gi 
al seque 
Desulfov 
gi 


ales; 


ales; 
219857264 
nce 26057 


219857263 


Desulf 


sequenc 


Paste 


2601060 26025 
eurellac 


steurellac 


ibrionales 


ref|NR_024916.1 
2573428 257495 
ovibrionales; D 


ref|NR_024899.1 
e 2599506 260100 
urellales; Past 
ref|NR_024898.1 


Mannheimia 
NR_024897.1 


eae; 
ref 


Mannheimia. 
NR_024896.1 


eae; 
ref 


eae; Mannheimia. 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024894.1 


e 


e 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Desulfovibrio 

ovibrio burkinensis 

aceae; Desulfovibrio. 
Neptunomonas 


naphthovorans strain NAG-2N-126 16S rib 
naphthovorans Bacteria; Proteobacteria; 


osomal RNA, part 
Gammaproteobact 


ia 
eria; 


1 sequen 
Ocea 


ce 2607312 260877 
nospirillales; N 


7 Neptunomonas 
eptunomonas. 


348014 Bacteria_16S 
strain CVL 16S ri 
Proteobacteria; D 
348014 Bacteria_16S 

strain ATCC 51603 16S 
Proteobacteria; G 
348014 Bacteria_16S 
strain CDC 0876-5 
Bacteria; Proteob 
348014 Bacteria_16S 
strain CDC 2991-8 
Proteobacteria; G 
348014 Bacteria_16S 

succinogenes strain 13 
succinogenes Bacteria; 
Actinobacillus. 
348014 Bacteria_16S 
strain IST7 16S r 
Spirochaetes; Spi 
348014 Bacteria_16S 
strain Y223G 16S 


bosomal RNA, partial s 
eltaproteobacteria; De 
ammaproteobacteria; En 


8 16S ribosomal RNA, p 
acteria; 


1 16S ribosomal RNA, p 
ammaproteobacteria; En 


ibosomal RNA, partial 
rochaetales; 


2614516 2614581 31 96 
equence 

sulfovib 
2620749 2620814 31 96 
ribosomal RNA, partial se 
terobact 
2635878 2635943 31 96 
artial s 
Gammaproteobacteria; 

2637442 2637507 31 96 
artial s 
terobact 
2639020 2639085 31 96 
0Z 16S ribosomal RNA, par 
Proteobacteria; Gammapro 


2694621 2694686 31 96 
sequence 
Spirochaetaceae; 

2717126 2717191 31 96 


gi| 219857256 
2613469 26150 
rionales 
gi 
quence 
eriales; 
gi 
equence 
Enteroba 
gi 
equence 
eriales; 
gi 
tial seq 
teobacte 


, 


219857252 
26197 
E 
219857234 
26348 
cteriales; 
219857233 
26364 
Enterobac 
219857232 
uence 
ria; 


gi|219857192 
2693690 26949 
Borrelia. 
gi|219857177 


Desulfov 


nterobac 


Paste 


ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluy 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024820.1 


ref |NR_024805.1 


Vi 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Borrelia turcica 


59 Borrelia turcica Bacteria; 


Colwellia piezophila 


Proteobacteria; G 


348014 Bacteria_16S 


strain SM2-1 16S 


Proteobacteria; G 


348014 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


348014 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 


348014 Bacteria_16S 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


348014 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


348014 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


348014 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


348014 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S 


ribosomal RNA, partial 
ammaproteobacteria; Al 


ribosomal RNA, partial 
ammaproteobacteria; Al 


in HRKA1 16S ribosomal 


eria; Proteobacteria; 


cteria; Proteobacteria 


rain KMM 3525 16S ribo 
cteria; Bacteroidetes; 


16S ribosomal RNA, par 
acteria; Gammaproteoba 


S ribosomal RNA, parti 
ammaproteobacteria; En 


S ribosomal RNA, parti 
ammaproteobacteria; En 


1 RNA, partial sequenc 
pirochaetaceae; Borrel 


348014 Bacteria_16S 
strain ATCC 12775 16S ribosomal RNA, partial sequence 


2733914 2733979 31 


2735404 2735469 31 


2736894 2736959 31 
rain IK-1 16S ribosoma 


2759093 2759158 31 


2763498 2763563 31 


2765014 2765079 31 


2766530 2766595 31 


2845132 2845197 31 


2856021 2856086 31 


sequence 2716108 27 
teromonadales; Colwelli 

96 gi 
sequence 2732909 27 
teromonadales; Shewanel 

96 gi 
RNA, partial se 
Gammaproteobacte 
96 gi 
1 RNA, partial s 
Gammaproteobac 


ence 
a; Al 


qu 
Esa 8 


uence 
ria; 


eq 
te 


’ 


96 gi 
somal RNA, parti 
Sphingobacteria 


al 


, 


sequ 
Sphin 


96 gi 
tial sequence 2762542 27 
cteria; Enterobacterial 
96 gi 
al sequence 2763991 27 
terobacteriales; Entero 
96 gi 
al sequence 2765507 27 
terobacteriales; Entero 

96 gi 

2844116 2845615 Bo 
Borrelia burgdorfer 

96 gi 


e 
ia; 


175 


343 
lac 


219857164 


ter 


219857163 


Alt 


219857147 


enc 
gob 


219857142 


639 


es; 


219857141 


654 
bac 


219857140 


669 
bac 


219856894 


rre 
ig 


219856887 
2854985 2856506 Pseudomonas flectens Bacteria; 


ace 
219857165 


81 Colwellia piezophila Bacteria; 
ae; Colwellia. 
ref|NR_024793.1| Shewanella sairae 
48 Shewanella sairae Bacteria; 
eae; Shewanella 
ref|NR_024792.1] Shewanella 
2734399 2735838 Shewanella 
omonadales; Shewanellaceae; 
ref|NR_024791.1] Shewanella 
2735889 2737328 Shewanella 
eromonadales; Shewanellaceae; 


Shewanella. 


ref|NR_024775.1| Reichenbachiella 
e 2758107 2759505 Reichenbachiella 
acteriales; Flammeovirgaceae; 


ref|NR_024770.1 
40 Edwardsiella tarda ATCC 15947 
Enterobacteriaceae; Edwardsiella. 
ref|NR_024769.1| Edwardsiella ictaluri 
56 Edwardsiella ictaluri Bacteria; 
teriaceae; Edwardsiella. 

ref|NR_024768.1| Edwardsiella hoshinae 
72 Edwardsiella hoshinae Bacteria; 
teriaceae; Edwardsiella. 

ref|NR_024713.1| Borrelia sinica strain 
lia sinica Bacteria; Spirochaetes; 

roup 
ref 


Edwardsiella tarda 


NR_024706.1 


Pseudomonas flectens 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 


348014 Bacteria_16S 
strain S-1 16S ri 
G 
348014 Bacteria_16S 


Proteobacteria; 


2893029 2893094 31 
bosomal RNA, partial s 
ammaproteobacteria; Vi 


96 
equence 


gi 


2947745 2947810 31 96 gi 


219856861 


2892009 28935 
brionales; Vibri 


onaceae; 
219856825 


Vv 


ref|NR_024680.1 


ibri 
ref 


oO. 
NR_024644.1 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Serratia rubidaea 


strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

348014 Bacteria_16S 2949235 2949300 31 96 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

348014 Bacteria_16S 2950723 2950788 31 96 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

348014 Bacteria_16S 2952224 2952289 31 96 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

348014 Bacteria_16S 2953722 2953787 31 96 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

348014 Bacteria_16S 2961132 2961197 31 96 gi|219856816|ref|NR_024635.1| Colwellia maris strain 


ABE-1 16S ribosomal RNA, partial sequen 


Gammaproteobacter 


348014 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


348014 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


348014 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


348014 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


348014 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


348014 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


348014 Bacteria_16S 


CECT 
Proteobacteria; 


4600 16S rib 
G 


348014 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


348014 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


348014 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


348014 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


348014 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


348014 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


348014 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


ce 
Colwelliaceae; 
2982566 2982631 31 96 

TW-183 16S ribosomal 
ia; Chlamydiae; Chlamy 
3043351 3043416 31 
ibosomal RNA, partial 
eltaproteobacteria; De 


ia; Alteromonadales; 
gi 


96 
sequence 
sulfovibrionales 
3050910 3050975 31 96 gi 
rain ThAcOl 16S ribosomal RNA, partial 


cteria; Proteobacteria; Deltaproteobac 


gi 


3073499 3073564 31 
ibosomal RNA, partial 
ammaproteobacteria; Oc 


96 
sequence 
eanospirillales; 
3117152 3117217 31 96 gi 
star-1 16S ribosomal 
ia; Proteobacteria; Ga 


gi 


mmaproteobacteri 


3205034 3205099 31 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

3227698 3227763 31 96 
osomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
3233749 3233814 31 96 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3242909 3242974 31 96 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


96 gi 


gi 


3244469 3244534 31 
train Z-7935 16S ribos 
acteria; Proteobacteri 
rio. 


96 gi 
omal RNA, partia 
a; Deltaproteoba 


3271475 3271540 31 
16S ribosomal RNA, pa 
ammaproteobacteria; En 


96 gi 
rtial sequence 

terobacteriales; 
3273013 3273078 31 96 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3288188 3288253 31 96 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3314062 3314127 31 96 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


348014 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


3315597 3315662 31 96 gi 


RNA, partial seq 
diales; Chlamydi 


RNA, partial seq 


2960112 2961625 Colwe 
Co 


lwellia. 
219846935 
uence 
aceae; 
219846894 


3042319 30437 
Desulfov 


219846888 
sequence 
teria; 


219846873 


3072467 30738 
alneatri 


B 
219846844 
uence 

a; 


219846785 


3204032 32054 
Treponema. 


219846769 


3226672 32281 
Vv 


onaceae; 
219846765 
quence 
hl 
219846759 
quence 


v 


219846758 
1 
cteria; De 
219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846729 
ence 32871 
hermodesul 
219846711 
equence 

ria; Desul 


219846710 


ribosomal RNA, partial sequence 


rochaetales; Spirochaetaceae; Spirocha 


eta. 


Chl 


Des 


Alteromonad 


amydiace 


Desulfov 


sequence 


llia maris Bact 
ref|NR_026527.1 
2981577 298305 
amydophila. 
ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026480.1 

3049889 305136 
ulfovibrionales; 


v 


ref|NR_026465.1 

es 

ref 
3 


NR_026436.1 
116131 311762 
ales; Psychr 


ref|NR_026377.1 


ref |NR_026361.1 
ibrio. 
ref |NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_026351.1 

3241884 324339 
ibrionales; Desu 


ref |NR_026350.1 
3243444 324494 
sulfovibrionales 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026303.1 
3313036 331453 
fovibrionales; D 


e 


ria; Proteobacteria; 
Chlamydophila 
5 Chlamydophila 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Desulfovibrio 
7 Desulfovibrio 

Desulfovibrionaceae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Parachlamydia 
7 Parachlamydia 
a. 

Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


’ 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Thermodesulfovibrio 
desulfovibrio islandicus 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


ref|NR_026302.1 


Spirochaeta africana 


3314589 3316062 Spirochaeta africana Bacteria; 


348014 Bacteria_16S 3317122 3317187 31 96 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

348014 Bacteria_16S 3318643 3318708 31 96 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

348014 Bacteria_16S 3429312 3429377 31 96 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

348014 Bacteria_16S 3558354 3558419 31 96 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 3559834 3559899 31 96 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 3561349 3561414 31 96 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 3562870 3562935 31 96 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
348014 Bacteria_16S 3564355 3564420 31 96 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 3565835 3565900 31 96 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 3567341 3567406 31 96 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 3568847 3568912 31 96 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 3658445 3658510 31 96 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
348014 Bacteria_16S 3660002 3660067 31 96 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
348014 Bacteria_16S 3667676 3667741 31 96 gi|219846459|ref|NR_026050.1| Brenneria salicis 
strain ATCC 15712 16S ribosomal RNA, partial sequence 3666679 3668133 Brenneria salicis ATCC 15712 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 

348014 Bacteria_16S 3669181 3669246 31 96 gi|219846458|ref|NR_026049.1| Erwinia persicina 
strain HK 204 16S ribosomal RNA, partial sequence 3668184 3669639 Erwinia persicina Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Erwinia. 

348014 Bacteria_16S 3670688 3670753 31 96 gi|219846457|ref|NR_026048.1| Brenneria nigrifluens 
strain EN 101 16S ribosomal RNA, partial sequence 3669690 3671145 Brenneria nigrifluens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 

348014 Bacteria_16S 3672195 3672260 31 96 gi|219846456|ref|NR_026047.1| Pectobacterium 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 3671196 3672653 Pectobacterium wasabiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
348014 Bacteria_16S 3673704 3673769 31 96 gi|219846455|ref|NR_026046.1| Pectobacterium 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 3672704 3674161 Pectobacterium 
betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Pectobacterium. 

348014 Bacteria_16S 3675209 3675274 31 96 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
strain 1846 16S ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 

348014 Bacteria_16S 3678347 3678412 31 96 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

348014 Bacteria_16S 3694957 3695022 31 96 gi|219846441|ref|NR_026032.1| Pasteurella aerogenes 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

348014 Bacteria_16S 3696394 3696459 31 96 gi|219846439|ref|NR_026030.1| Actinobacillus 
porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

348014 Bacteria_16S 3749886 3749951 31 96 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
strain A089 16S ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

348014 Bacteria_16S 3760533 3760598 31 96 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 


strain Co53T 16S ribosomal RNA, partial sequence 


Spirochaetes; Spi 


rochaetales; 


3759507 3761025 Borrelia coriaceae Bacteria; 
Spirochaetaceae; Borrelia. 


348014 Bacteria_16S 


acrylicus strain 
Bacteria; 


348014 Bacteria_16S 
gabonensis strain 
gabonensis Bacter 


Desulfovibrio. 


348014 Bacteria_16S 


strain S51-W 16S 
Proteobacteria; 


348014 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


348014 Bacteria_16S 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae 
348014 Bacteria_16S 


Proteobacteria; 


348014 Bacteria_16S 


strain Hk501 16S 


Spirochaetes; Spi 


348014 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequen 


Spirochaetales; 


348014 Bacteria_16S 


strain HT31 16S r 


Spirochaetes; Spi 


348014 Bacteria_16S 


strain DSS12 16S 


Proteob 


3766563 3766628 31 96 gi| 219846387 |ref|NR_025978.1| Desulfovibrio 
W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulfovibrio acrylicus 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

3767974 3768039 31 96 gi|219846386|ref|NR_025977.1| Desulfovibrio 

SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
ia; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

3796623 3796688 31 96 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 

Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
3892676 3892741 31 96 gi|219846300|ref|NR_025890.1| Halomonas 
strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
3895786 3895851 31 96 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
ribosomal RNA, complete sequence 3894733 3896280 Chlamydia trachomatis Bacteria; 
; Chlamydia. 
3913927 3913992 31 96 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

3915439 3915504 31 96 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

3916855 3916920 31 96 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 

ce 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

3933835 3933900 31 96 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 
ibosomal RNA, partial sequence 3932829 3934196 Borrelia miyamotoi Bacteria; 
rochaetales; Spirochaetaceae; Borrelia. 

3951328 3951393 31 96 gi|219846258|ref|NR_025848.1| Shewanella violacea 
ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 


Proteobacteria; 


strain DSK1 16S r 
Proteobacteria; 


strain NCIMB 8628 
Bacteroidetes; Sp 


348014 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; Sp 


348014 Bacteria_16S 


lipolyticum strai 
Bacteria; Proteob 


348014 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; Sp 


348014 Bacteria_16S 


strain SW-120 16S 
Proteobacteria; G 


348014 Bacteria_16S 


strain SW-117 16S 
Proteobacteria; G 


348014 Bacteria_16S 


HDS1-1 16S riboso 
Gammaproteobacter 


348014 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


348014 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


348014 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; G 


348014 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


Gammaproteobacteria; Al 
348014 Bacteria_16S 


Gammaproteobacteria; Al 
348014 Bacteria_16S 


3952886 3952951 31 
ibosomal RNA, partial 


3979365 3979430 31 
16S ribosomal RNA, pa 
hingobacteria; 
3985248 3985313 31 
6S ribosomal RNA, part 


eltaproteobacteria; De 
4066602 4066667 31 


eltaproteobacteria; De 
4068044 4068109 31 
S ribosomal RNA, parti 
ammaproteobacteria; Le 
4069584 4069649 31 
ribosomal RNA, partia 
ammaproteobacteria; Le 


348014 Bacteria_16S 


4096837 4096902 31 


teromonadales; 


96 


sequence 
teromonadales; 


96 


rtial sequence 
Sphingobacteriales; 


96 


ial sequence 3984248 39856 


sulfovibrionales; 


96 


16S ribosomal RNA, partial sequence 4065569 40 
sulfovibrionales; Desul 


96 


al sequence 
gionellales; 


96 


1 sequence 
gionellales; 


96 


Shewanellac 
gi|219846257 
3951843 39533 

Moritellace 
219846239 
39784 
Flexibacterac 
gi|219846235 


gi 


hingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 
4003067 4003132 31 96 gi| 219846223 |ref|NR_025813.1 
n M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photob 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photoba 
4007535 4007600 31 96 gi|219846218|ref|NR_025808.1 
ibosomal RNA, partial sequence 4006528 4008003 Algoriphagus 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphag 
4028779 4028844 31 96 gi|219846204|ref|NR_025794.1 
ribosomal RNA, partial sequence 4027757 40292 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
4030329 4030394 31 96 gi| 219846203 |ref|NR_025793.1 
ribosomal RNA, partial sequence 4029306 40308 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
4047034 4047099 31 96 gi|219846189|ref|NR_025779.1 
mal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4065078 4065143 31 96 gi|219846176|ref|NR_025766.1 
S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio 


Desulfov 
219846175 
669 


gi 


fovibrionaceae; Des 
gi|219846174|ref|NR_025764.1 
4067035 40685 
Coxiellaceae; Aquicella. 
gi|219846173|ref|NR_025763.1 
4068567 40700 
Coxiellaceae; Aquicella. 
gi|219846155|ref|NR_025745.1 


ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 


ornithinivorans B 
Algoriphagus. 


acteria; Bacteroidetes; 


Sphingobacteria; 


eae; 


37 3979693 Cytoph 
eae; 


ibrionaceae; 


84 Desulfovibrio 


Shewanella. 
ref|NR_025847.1 
Moritella. 
NR_025829.1 


ref 


Cytophaga. 


ref|NR_025825.1 


Des 


ref|NR_025765.1 


Moritella japonica 


48 Moritella japonica Bacteria; 
ae; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Algoriphagus marincola 


marincola Bacteria; 


us. 
Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


4095844 409726 


Algoriphagus 
8 Algoriphagus 


Sphingobacteriales; Cyclobacteriaceae; 


348014 Bacteria_16S 


halophilus strain 
halophilus Bacter 


348014 Bacteria_16S 


mannitolivorans s 
mannitolivorans B 
Algoriphagus. 


348014 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


348014 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


348014 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


348014 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


348014 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


348014 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; Sp 


348014 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; G 


348014 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


348014 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; G 


348014 Bacteria_16S 


actinomycetemcomi 


Pasteurellales; P 


348014 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


348014 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


348014 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


bosomal RNA, partial s 
hingobacteria; 


348014 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


ia; 


348014 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


348014 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


348014 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


348014 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 


2 16S ribosomal RNA, p 
acteria; 
Pseudoalteromonas. 


348014 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


348014 Bacteria_16S 


strain 1502-91 16S ribosomal RNA, partial sequence 
Flavobacteria; 


Bacteroidetes; 


ain LX3 16S ribosomal 
teria; 


DSM 3802 16S ribosoma 
Proteobacteria; 


rain ACAM 179 16S ribo 
cteria; 


16S ribosomal RNA, 
acteria; 


16S ribosomal RNA, par 
ammaproteobacteria; Le 


Aggregatibacter actinomycetemcomitans Bacteria; 


Proteobacteria; 
975221 975271 31 81 
equence 
Sphingo 


3150190 3150255 31 96 


3663062 3663127 31 96 


Proteobacteria; 
3825645 3825710 31 96 
Gammaproteoba 
4097 4162 31 


cteria; 
96 


9935 10000 31 96 


Gammaproteoba 


19089 19154 31 96 


train AA718 16S ribosomal RNA, 
acteria; 


Bacteroidetes; 


28223 28288 31 96 


Flavobacteriales; 


RNA, partial sequence 
Gammaproteobact 


bacteriales; 


1 RNA, partial s 
Gammaproteobacteri 


somal RNA, parti 
Gammaproteobac 


complete sequence 
Pasteure 


tial sequence 3080 
gionellales; Leg 


artial sequence 
cteria; Alteromo 


Sphingobacteri 


eria; Ente 
gi| 265678394 
974224 97564 
Saprospiracea 
gi| 219846822 
equence 
a; Chromat 
219846463 
al sequenc 
teria; Alt 
219846346 
38245 
llales; Pa 
265679061 
4533 
ionellacea 
265679057 
8961 
nadales; 


gi 


gi 


gi 


gi 
P 


265679051 
sequence 
a; Sphingo 


gi 
partial 


gi| 265679045 
27210 28718 
Flavobacteriaceae; 


e; 
ref 

10291 
seud 


asteurellaceae; Aggregatibacter. 

362753 362818 31 96 gi| 265678813 |ref|NR_029118.1 
ribosomal RNA, partial sequence 361716 363213 Desulfovibrio 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 

849489 849539 31 81 gi|265678480|ref|NR_028783.1 


848542 84982 
roba 


ref 
L 
ref 

3 


ref 


e€ 3662041 36635 
eromonadales; 


ref 


98 3826078 Aviba 
steu 


ref 


149167 31506 
iale 


3 
cteriales; E 
NR_028696.1 


ewinella. 
NR_026414.1 
2 
s; Chromatia 
NR_026055.1 
2 
Co 
NR_025937.1 
(2) 
rellaceae; 
NR_029369.1 


4098323 4098388 31 96 gi|219846154|ref|NR_025744.1| Algoriphagus 

JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
ia; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

4099779 4099844 31 96 gi|219846153|ref|NR_025743.1]| Algoriphagus 
train JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 

4104259 4104324 31 96 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
mal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

4124094 4124159 31 96 gi|219846134|ref|NR_025724.1| Volucribacter 
in Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
eria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 

4179403 4179468 31 96 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
6S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4187022 4187087 31 96 gi|219846085|ref|NR_025675.1| Vibrio superstes 
ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

4235467 4235532 31 96 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
ibosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

4236958 4237023 31 96 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

4245972 4246037 31 96 gi|219722938|ref|NR_024570.1| Escherichia coli 

ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

14491 14559 28 96 gi|265679054|ref|NR_029362.1| Francisella tularensis 
strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 

2967294 2967359 31 96 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 

6S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

293061 293126 31 96 gi|265678865|ref|NR_029171.1| Aggregatibacter 
tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Klebsiella 
Klebsiella 
nterobacteriaceae; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 
e; 


Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 
Avibacterium volantium 
terium volantium 


Avibacterium. 


Legionella erythra 


Legionella erythra Bacteria; 


L 


ref 
18082 
bact 


egionella. 
NR_029365.1 
Pseudo 
oalteromonad 


NR_029359.1 
19577 
Fl 


eriales; e 


ref 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


NR_029353.1 


Coenonia anatina 


Coenonia anatina Bacteria; 


Co 


enonia. 


348014 Bacteria_16S 47857 47922 31 96 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
348014 Bacteria_16S 57086 57151 31 96 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
348014 Bacteria_16S 58587 58652 31 96 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
348014 Bacteria_16S 79536 79601 31 96 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
348014 Bacteria_16S 82517 82582 31 96 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
348014 Bacteria_16S 88547 88612 31 96 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
348014 Bacteria_16S 93099 93148 31 80 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 
348014 Bacteria_16S 114687 114752 31 96 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
strain DM-2 16S ribosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 
348014 Bacteria_16S 128408 128473 31 96 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
348014 Bacteria_16S 180090 180155 31 96 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 
348014 Bacteria_16S 190885 190950 31 96 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
348014 Bacteria_16S 192395 192460 31 96 gi|265678935|ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
348014 Bacteria_16S 193905 193970 31 96 gi|265678934|ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 
Methylococcaceae; Methylobacter. 
348014 Bacteria_16S 195416 195481 31 96 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 
348014 Bacteria_16S 203120 203181 35 96 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 
348014 Bacteria_16S 218637 218702 31 96 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 
348014 Bacteria_16S 264222 264287 31 96 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
348014 Bacteria_16S 324914 324979 31 96 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
348014 Bacteria_16S 326443 326508 31 96 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
348014 Bacteria_16S 327968 328033 31 96 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
348014 Bacteria_16S 367170 367235 31 96 gi|265678810|ref|NR_029115.1] Idiomarina 


fontislapidosi strain F23 16S ribosomal RNA, partial sequence 


fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Idiomarina. 


366150 367594 Idiomarina 


Id 


iomarinaceae; 


348014 Bacteria_16S 385376 385441 31 96 gi|265678798|ref|NR_029103.1 
strain OK2 16S ribosomal RNA, partial sequence 384340 38587 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
348014 Bacteria_16S 425506 425571 31 96 gi|265678771|ref|NR_029076.1 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteri 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

348014 Bacteria_16S 444038 444103 31 96 gi| 265678759 |ref|NR_029064.1 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteri 
348014 Bacteria_16S 445580 445645 31 96 gi| 265678758 |ref|NR_029063.1 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 

348014 Bacteria_16S 457932 457997 31 96 gi|265678746|ref|NR_029051.1 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 45835 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
348014 Bacteria_16S 459384 459449 31 96 gi| 265678745 |ref|NR_029050.1 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 
Pseudomonas. 

348014 Bacteria_16S 471481 471546 31 96 gi| 265678737 |ref|NR_029042.1 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 47199 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
348014 Bacteria_16S 520551 520616 31 96 gi|265678705|ref|NR_029010.1 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavob 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flav 
348014 Bacteria_16S 522078 522143 31 96 gi|265678704|ref|NR_029009.1 
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348014 Bacteria_16S 771513 771578 31 96 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 771983 Cellvibrio japonicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

348014 Bacteria_16S 785450 785515 31 96 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

348014 Bacteria_16S 796084 796149 31 96 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

348014 Bacteria_16S 809980 810045 31 96 gi| 265678506 |ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

348014 Bacteria_16S 822076 822141 31 96 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

348014 Bacteria_16S 864727 864792 31 96 gi| 265678469 |ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
348014 Bacteria_16S 904092 904157 31 96 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

348014 Bacteria_16S 938111 938176 31 96 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

348014 Bacteria_16S 941202 941263 35 96 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

348014 Bacteria_16S 961359 961424 31 96 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

348014 Bacteria_16S 1028643 1028708 31 96 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

348014 Bacteria_16S 1072676 1072741 31 96 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

348014 Bacteria_16S 1089143 1089208 31 96 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

348014 Bacteria_16S 1105699 1105764 31 96 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

348014 Bacteria_16S 1145143 1145208 31 96 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

348014 Bacteria_16S 1167742 1167807 31 96 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

348014 Bacteria_16S 1173922 1173987 31 96 gi|228719222|ref|NR_027581.1| Capnocytophaga 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

348014 Bacteria_16S 1175429 1175494 31 96 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

348014 Bacteria_16S 1228246 1228311 31 96 gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 1228719 Cellvibrio fibrivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

348014 Bacteria_16S 1229782 1229847 31 96 gi|219878280|ref|NR_025419.1| Cellvibrio gandavensis 
strain R-4069 16S ribosomal RNA, partial sequence 1228770 1230255 Cellvibrio gandavensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

348014 Bacteria_16S 1269014 1269079 31 96 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 

348014 Bacteria_16S 1296021 1296086 31 96 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
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348014 Bacteria_16S 1544666 1544731 31 96 gi|219857262|ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

348014 Bacteria_16S 1546172 1546237 31 96 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

348014 Bacteria_16S 1547686 1547751 31 96 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

348014 Bacteria_16S 1553613 1553678 31 96 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

348014 Bacteria_16S 1579130 1579195 31 96 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

348014 Bacteria_16S 1617298 1617363 31 96 gi| 219878465 |ref|NR_025604.1| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

348014 Bacteria_16S 1618821 1618886 31 96 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

348014 Bacteria_16S 1620344 1620409 31 96 gi|219878463|ref|NR_025602.1]| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

348014 Bacteria_16S 1621867 1621932 31 96 gi|219878462|ref|NR_025601.1]| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

348014 Bacteria_16S 1627904 1627969 31 96 gi|219878458|ref|NR_025597.1| Flavobacterium 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavobacterium frigoris 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

348014 Bacteria_16S 1641543 1641608 31 96 gi| 219878449 |ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

348014 Bacteria_16S 1643105 1643170 31 96 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

348014 Bacteria_16S 1644666 1644731 31 96 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 1645153 Pseudomonas antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

348014 Bacteria_16S 1691862 1691927 31 96 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 

348014 Bacteria_16S 1694985 1695050 31 96 gi|219878411|ref|NR_025550.1| Pseudomonas cannabina 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 1695461 Pseudomonas cannabina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

348014 Bacteria_16S 1696529 1696594 31 96 gi|219878410|ref|NR_025549.1| Pseudomonas tremae 
strain TOl 16S ribosomal RNA, partial sequence 1695512 1697005 Pseudomonas tremae Bacteria; 
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NR_025509.1 
753455 175495 


NR_025484.1 


NR_025463.1 
6 


NR_025398.1 


NR_025327.1 


NR_025318.1 


NR_025315.1 


NR_025300.1 


NR_025288.1 


1 


NR_025287.1 


NR_025246.1 
9 


Flavobacteriaceae; 


Flexibacteraceae; 


Flavobacterium 
7 Flavobacterium 
Flavobacterium. 
Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Dysgonomonas mossii 


nomonas mossii Bacteria; 


Sporocytophaga 
7 Sporocytophaga 


Flexibacteraceae; 


Hymenobacter 
7 Hymenobacter 
Hymenobacter. 
Planctomyces maris 


04 Planctomyces maris Bacteria; 
Planctomyces. 


Isochromatium buderi 
buderi Bacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 
Chromatium. 


Prevotella albensis 


17 Prevotella albensis Bacteria; 
Prevotella. 


Lamprocystis 
5 Lamprocystis 


Chromatiaceae; Lamprocystis. 


Cellulophaga fucicola 


fucicola Bacteria; 


Cellulophaga baltica 


baltica Bacteria; 


Prevotella enoeca 
ella enoeca Bacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Mesonia algae strain 
a; Bacteroidetes; 


Brumimicrobium 

6 Brumimicrobium 

; Brumimicrobium. 
Microbulbifer 

0 Microbulbifer 


Alteromonadaceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Pseudomonas koreensis 


as. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 


2138087 2138152 31 96 gi| 219857643 |ref|NR_025232.1 
n SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microb 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
2142564 2142629 31 96 gi|219857640|ref|NR_025229.1 
ain D30 16S ribosomal RNA, partial sequence 2141553 214301 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
2144079 2144144 31 96 gi|219857639|ref|NR_025228.1 
S ribosomal RNA, partial sequence 2143068 2144522 Pseudomonas koreensis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
2145584 2145649 31 96 gi|219857638|ref|NR_025227.1 
n Ps 3-10 16S ribosomal RNA, partial sequence 2144573 214602 
ria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseud 
2147089 2147154 31 96 gi|219857637|ref|NR_025226.1 
ribosomal RNA, partial sequence 2146078 21475 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
2171387 2171452 31 96 gi|219857621|ref|NR_025210.1 


Cellvibrio fulvus 


2170356 2171849 Cellvibrio fulvus Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


348014 Bacteria_16S 
strain NCIMB 8633 


348014 Bacteria_16S 
omnivorum strain AS 1.27 
omnivorum Bacteria; 
348014 Bacteria_16S 
xinjiangense strain AS 1 


2172938 2173003 31 
16S ribosomal 
Proteobacteria; Gammaproteobacteria; 
2180422 2180487 31 


47 16S 


xinjiangense Bacteria; Bacteroidetes; 


348014 Bacteria_16S 
strain K9951 16S 


348014 Bacteria_16S 
extremorientalis 


2188053 2188118 31 
ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
2219813 2219878 31 
strain KMM 3447 16S ri 


RNA, partial sequence 


extremorientalis 
Pseudomonas. 


348014 Bacteria_16S 
costantinii strain CFBP 5705 16S riboso 
costantinii Bacteria; 


Pseudomonas. 


348014 Bacteria_16S 
KMM300 16S ribosomal R 
Proteobacteria; 


ruthenica strain 
Bacteria; 
Pseudoalteromonas. 


348014 Bacteria_16S 
issachenkonii strain KMM 3549 16S ribos 
issachenkonii Bacteria; 


Pseudoalteromonas. 


348014 Bacteria_16S 


buryatense strain 
Bacteria; 


strain A45 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; Me 
348014 Bacteria_16S 
flavipulchra strain NCIMB2033 16S ribos 
flavipulchra Bacteria; 


Pseudoalteromonas. 


348014 Bacteria_16S 


strain L2-TR 16S 


Bacteria; 


Bacteroidetes; 


Methylosarcina. 


348014 Bacteria_16S 
strain AML-C10 16S ribosomal RNA, parti 
Proteobacteria; Gammaproteobacteria; Me 
348014 Bacteria_16S 
sublithincola strain QSSC9-3 16S riboso 
sublithincola Bacteria; 
348014 Bacteria_16S 

frigidarium strain A2i 16S ribosomal RN. 
Bacteroidetes; 
348014 Bacteria_16S 
psychrophilus strain Z-0021 16S ribosomal RNA, 


Bacteria; 


Bacteria; 


Proteobacteria; 
348014 Bacteria_16S 


ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; Al 
348014 Bacteria_16S 
strain CFML 97-391 16S ribosomal RNA, p 
Proteobacteria; Gammaproteobacteria; Ps 
348014 Bacteria_16S 
strain CFML 97-514 16S ribosomal RNA, p 
Proteobacteria; 
348014 Bacteria_16S 
dechloracetivorans strain SF3 16S ribos 
dechloracetivorans Bacteria; 
Desulfovibrionaceae; 
348014 Bacteria_16S 
galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; Bacteroidetes; 
348014 Bacteria_16S 
strain Loup-1 16S ribosomal RNA, partia 
Bacteroidia; 
348014 Bacteria_16S 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial 
quisquiliarum Bacteria; 


2234971 2235036 31 


2271808 2271873 31 


2273280 2273345 31 


Proteobacteria; 


Proteobacteria; 


2298985 2299050 31 


2321771 2321836 31 


2323323 2323388 31 


2356429 2356494 31 


2392914 2392979 31 


2394434 2394499 31 


2412723 2412788 31 
Proteobacteria; 


2414288 2414353 31 


2423560 2423625 31 


Bacteroidetes; 
2433969 2434034 31 


Flavobacteria; 
2440028 2440093 31 


Proteobacteria; 


mal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


NA, partial sequence 22707 
Gammaproteobacteria; Alteromonadales; P 


omal RNA, partial 


omal RNA, partial 
Gammaproteobacteria; 


teromonadales; Idiomarinac 


artial sequence 
eudomonadales; Pseudomonad 


artial sequence 
Gammaproteobacteria; 


omal RNA, partial 
Proteobacteria; 
Desulfovibrio. 


1 sequence 
Bacteroidales; 


al sequence 
thylococcales; Methylococc 


96 gi| 219857443 
mal RNA, partial sequence 
Flavobacteria; Flavobacter 

96 gi| 219857432 
A, partial sequence 24329 

Flavobacteriales; Flavoba 

96 gi| 219857428 


96 gi 


96 gi 


96 gi 


Gammaproteobacteria; P 


96 gi| 219857576 


Pseudo: 


96 gi| 219857552 


96 219857551 
sequence 


Gammaproteobacteria; Alte 


gi 


sequence 
Alter 


96 
sequence 


gi|219857531 
2297982 22993 
96 219857515 
23207 


gi 


96 219857514 
23223 
Pseudomonadales; P 

gi|]219857490 
sequence 


Deltaproteobacteria; 


gi 


96 


96 gi| 219857465 

sequence 
Flavobacteria; Flavobact 
96 gi| 219857464 


2393419 23948 


Porphyromonadaceae; Po 
96 gi] 219857452 
sequence 


Gammaproteobacteria; Meth 


96 gi] 219857451 


2413261 24147 


219857620 
21719 
Pseudomonadales; Pseudomonadaceae; 
219857613 
ribosomal RNA, partial sequence 
Bacteroidetes; 
2181938 2182003 31 


219857586 
bosomal RNA, partial sequence 2218792 2220307 Pseudomonas 


ylococcales; 


cteriaceae; 


ref|NR_025209.1| Cellvibrio vulgaris 
00 2173400 Cellvibrio vulgaris Bacteria; 
Cellvibrio. 

NR_025202.1| Flavobacterium 

179421 2180886 Flavobacterium 


ref 


ND 


Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
96 gi|219857612|ref|NR_025201.1| Flavobacterium 
-2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
96 gi| 219857607 |ref|NR_025196.1| Legionella busanensis 
sequence 2187032 2188507 Legionella busanensis Bacteria; 


ref|NR_025174.1] Pseudomonas 


seudomonadales; Pseudomonadaceae; 
Pseudomonas 
2233956 2235447 Pseudomonas 
monadales; Pseudomonadaceae; 


ref|NR_025140.1| Pseudoalteromonas 
90 2272278 Pseudoalteromonas ruthenica 
seudoalteromonadaceae; 


ref|NR_025139.1| Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


2277927 2277992 31 96 gi|219857548|ref|NR_025136.1| Methylomicrobium 
5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
2284014 2284079 31 96 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
equence 2282981 2284479 Methylobacter marinus Bacteria; 
thylococcales; Methylococcaceae; Methylobacter. 
2291476 2291541 31 96 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 


2290487 2291969 Pseudoalteromonas 
omonadales; Pseudoalteromonadaceae; 


ref|NR_025119.1| Idiomarina loihiensis 
96 Idiomarina loihiensis Bacteria; 
eae; Idiomarina. 
ref|NR_025103.1| Pseudomonas brenneri 
64 2322265 Pseudomonas brenneri Bacteria; 
aceae; Pseudomonas. 
ref|NR_025102.1| Pseudomonas grimontii 
16 2323816 Pseudomonas grimontii 
seudomonadaceae; Pseudomonas. 
ref|NR_025078.1| Desulfovibrio 

2355381 2356917 Desulfovibrio 
Desulfovibrionales; 


ref|NR_025053.1| Zobellia 
2391886 2393368 Zobellia 
eriales; Flavobacteriaceae; Zobellia. 
ref|NR_025052.1| Porphyromonas gulae 
84 Porphyromonas gulae Bacteria; 
rphyromonas. 
ref|NR_025040.1| Methylosarcina 
2411699 2413210 Methylosarcina 
Methylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 

ref|NR_025031.1| Aequorivita 

2422553 2423991 Aequorivita 

iales; Flavobacteriaceae; Aequorivita. 
ref|NR_025020.1| Flavobacterium 

48 2434422 Flavobacterium frigidarium 
Flavobacterium. 


complete sequence 


ref|NR_025016.1] Methylobacter 
2438995 2440521 Methylobacter 


psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


Methylobacter. 
348014 Bacteria_16S 2447669 2447734 31 
maricaloris strain KMM636 16S ribosomal 
maricaloris Bacteria; Proteobacteria; G 
Pseudoalteromonas. 

348014 Bacteria_16S 2501942 2502007 31 
strain 2074-AUS-E 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; Le 
348014 Bacteria_16S 2503448 2503513 31 
beliardensis strain Montbeliard Al 16S 
beliardensis Bacteria; Proteobacteria; 
348014 Bacteria_16S 2521696 2521761 31 


thivervalensis strain SBK26 16S ribosomal RNA, partial 


Proteobacteria; 


thivervalensis Bacteria; 
Pseudomonas. 

348014 Bacteria_16S 
brassicacearum st 
brassicacearum Ba 
Pseudomonas. 
348014 Bacteria_16S 
strain ATCC 4973 16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; Ps 
348014 Bacteria_16S 2533815 2533880 31 
strain A3.12 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; Bd 
348014 Bacteria_16S 2556002 2556067 31 
strain CIP 105469 16S ribosomal RNA, pa 
Bacteria; Proteobacteria; Gammaproteoba 
348014 Bacteria_16S 2557568 2557633 31 


2523176 2523241 31 


Proteobacteria; 


cteria; 


2529248 2529313 31 


96 
RNA, pa 


ammaproteobacter 


96 


rtial sequence 
gionellales; Leg 


96 


ribosomal RNA, p 
Gammaproteobacte 


96 
Gammap 


96 


rain DBK11 16S ribosomal RNA, partial 


Gammap 


96 


tial sequence 2528225 25296 
eudomonadales; 


96 
sequenc 


ellovibrionales; 


96 


rtial sequence 
cteria; 


96 


219857421 
quence 
ia; Altero 


gi 
rtial se 


, 


219857381 
25009 
ionellacea 
219857380 
artial seq 
ria; Legio 
219857363 
sequence 

teria; Pse 


gi 


gi 


gi 
roteobac 


219857362 
sequence 
teria; Pse 


gi 
roteobac 


gi| 219857358 

Pseudomonad 
gi| 219857355 
2532800 25342 
Bacteriov 
219857340 
25549 
nadales; P 
219857339 


e 
gi 


Pseudomo 
gi 


mona 


e; 
uenc 


nell 


udomonadales; 


udomonadales; 


ref|NR_025009.1 
2446675 244812 
dales; Pseud 


ref |NR_024969.1 
08 2502354 Legion 
Legionella. 
ref |NR_024968.1 
e 250240 
ales; Legion 
ref|NR_024951.1 
2520665 252209 
Ps 


ref|NR_024950.1 
2522145 252361 
Ps 


ref|NR_024946.1 


Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


aceae; Pseudomon 
ref|NR_024943.1 
56 Peredibacter 
oracaceae; Pered 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 


as. 
Peredibacter starrii 


starrii Bacteria; 


ibacter. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 


25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 


strain CIP 105470 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; Ps 
348014 Bacteria_16S 2562194 2562259 31 
strain CIP 105259 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; Ps 
348014 Bacteria_16S 2571327 2571392 31 
strain CIP 105274 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; Ps 
348014 Bacteria_16S 2580448 2580513 31 
strain CFML 96-198 16S ribosomal RNA, p 
Proteobacteria; Gammaproteobacteria; Ps 
348014 Bacteria_16S 2582014 2582079 31 
strain CIP 104664 16S ribosomal RNA, co 
Bacteria; Proteobacteria; Gammaproteoba 
348014 Bacteria_16S 2583584 2583649 31 
strain CIP 104883 16S ribosomal RNA, pa 
Bacteria; Proteobacteria; Gammaproteoba 
348014 Bacteria_16S 2585153 2585218 31 
strain CFML 96-170 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteoba 
348014 Bacteria_16S 2595991 2596056 31 
strain CIP 105273 16S ribosomal RNA, pa 
Proteobacteria; Gammaproteobacteria; Ps 
348014 Bacteria_16S 2597557 2597622 31 
strain CIP 105460 16S ribosomal RNA, co 


rtial sequence 

eudomonadales; P 
96 gi 
rtial sequence 

eudomonadales; P 
96 gi 
rtial sequence 

eudomonadales; P 
96 gi 
artial sequence 
eudomonadales; P 
96 gi 
mplete sequence 
cteria; Pseudomo 
96 gi 
rtial sequence 

cteria; Pseudomo 
96 gi 
artial sequence 
cteria; Pseudomo 
96 gi 
rtial sequence 

eudomonadales; P 
96 gi 
mplete sequence 


40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref |NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 


monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 


Bacteria; Proteob 


acteria; 


348014 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


S ribosomal RNA, parti 
avobacteria; 


348014 Bacteria_16S 


strain KMM 3677 1 
Bacteroidetes; Fl 


6S ribosomal RNA, part 
avobacteria; 


348014 Bacteria_16S 


strain KMM 3676 1 
Bacteroidetes; Fl 


6S ribosomal RNA, part 
avobacteria; 


348014 Bacteria_16S 


strain KMM 3526 1 
Bacteroidetes; Fl 


6S ribosomal RNA, part 
avobacteria; 


348014 Bacteria_16S 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 


holothuriorum Bacteria; 


Salegentibacter. 


Gammaproteoba 
2632840 2632905 31 


cteria; 
96 


Flavobact 
2684303 2684368 31 


eriales; 
96 


Flavobact 
2685745 2685810 31 


eriales; 
96 


Flavobact 
2687214 2687279 31 


eriales; 
96 


Flavobact 
2691701 2691766 31 


eriales; 
96 


Bacteroidetes; 


al sequence 


ial sequence 2683309 26847 


ial sequence 2684767 26861 


ial sequence 2686201 26876 


Flavobacteria; 


Pseudomonadales; P 
gi| 219857237 
2631843 26332 
cteriaceae 
219857200 


Flavoba 
gi 


cteriaceae 
219857199 


Flavoba 
gi 


cteriaceae 
219857198 


Flavoba 
gi 


cteriaceae 
219857195 


Flavoba 
gi 


Flavobacter 


seudomonadaceae; 


ref |NR_024865.1 


Pseudomonas. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 


¢ FL 
ref 


avobacteriu 
NR_024828.1 


mM. 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


7 ZO 
ref 


bellia. 
NR_024827.1 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


7 ZO 
ref 


bellia. 
NR_024826.1 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


; Zobellia. 
ref|NR_024823.1 


2690706 269211 
iales; Flavobact 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


348014 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


348014 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


348014 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


348014 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


348014 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


limicola strain §S 
Bacteria; Bactero 


348014 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


348014 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


348014 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


348014 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


348014 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


348014 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


348014 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


348014 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


348014 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


348014 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


348014 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; G 


348014 Bacteria_16S 


strain LS-13 16S 


Proteobacteria; G 


348014 Bacteria_16S 


strain 441-1 16S 


Proteobacteria; G 


348014 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


348014 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


2700645 2700710 31 96 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
2702185 2702250 31 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
2711144 2711209 31 
6S ribosomal RNA, part 
avobacteria; Flavobacteriales; 
2738355 2738420 31 96 gi 
n KMM 3674 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; 
2739826 2739887 35 96 


gi 
96 gi 


96 gi 


gi 


Na82 16S ribosomal RNA, partial sequen 
Thermoanaerobacterale 


tes; Clostridia; 
2742748 2742813 31 96 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2811788 2811853 31 96 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2813282 2813347 31 96 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; 
2816275 2816340 31 96 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2854450 2854515 31 

16S ribosomal RNA, pa 
acteria; Gammaproteoba 
2859133 2859198 31 

16S ribosomal RNA, pa 
acteria; Gammaproteoba 
2920546 2920611 31 
train FPC951 16S ribos 
acteria; Proteobacteri 


96 gi 
rtial sequence 
cteria; Pseudomo 
96 gi 
rtial sequence 
cteria; Pseudomo 
96 gi 
a; Gammaproteoba 
2934039 2934104 31 96 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


2971876 2971941 31 
in LMG 2274 16S riboso 
eria; Proteobacteria; 


96 gi 
mal RNA, partial 
Gammaproteobacte 


2973391 2973456 31 
ain DSM 50332 16S ribo 
teria; Proteobacteria; 


96 gi 
somal RNA, parti 
Gammaproteobact 


2974953 2975018 31 96 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2990205 2990270 31 96 gi 
6S ribosomal RNA, part 
ammaproteobacteria; Le 
2991742 2991807 31 
ribosomal RNA, partial 
ammaproteobacteria; Le 
2993232 2993297 31 
ribosomal RNA, partial 
ammaproteobacteria; Legionellales; 
3016085 3016150 31 96 

S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3145631 3145696 31 96 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 


gi 


gionellales; Leg 
96 gi 
sequence 
gionellales; 
96 
sequence 


Leg 
gi 


Leg 
gi 


348014 Bacteria_16S 


strain CE2203 16S 


3173072 3173137 31 96 gi 
ribosomal RNA, partial sequence 


2699606 27 
Prevotellace 


2701149 27 
Prevotellace 


ial sequence 2710175 27 


Flavoba 


Fla 


Flav 


omal RNA, partia 


2973936 29754 


ial sequence 2989207 29906 


2990709 29921 


2992209 29936 


3015068 30165 


3144616 31460 


219857188 
010 
ae; Prevot 
219857187 
026 
ae; Prevot 
219857181 
115 
cteriaceae 
219857162 
sequence 
vobacteria 
219857161 
ce 27388 
s; Thermod 
219857159 
ce 27417 
s; Flavoba 
219857109 
sequence 
avobacteri 
219857108 
equence 
obacterial 
219856913 
equence 


ia; Pseudo: 


, 


219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856843 
1 sequence 
cteria; Ps 
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348014 Bacteria_16S 3652326 3652391 31 96 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

348014 Bacteria_16S 3681379 3681444 31 96 gi|219846450|ref|NR_026041.1| Polaribacter 
filamentus strain 215 16S ribosomal RNA, partial sequence 3680374 3681813 Polaribacter filamentus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

348014 Bacteria_16S 3702412 3702477 31 96 gi|219846435|ref|NR_026026.1| Gelidibacter algens 
strain C8ST5 16S ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter algens Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

348014 Bacteria_16S 3793611 3793676 31 96 gi|219846368|ref|NR_025959.1| Polaribacter 
franzmannii strain 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polaribacter franzmannii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

348014 Bacteria_16S 3798153 3798218 31 96 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

348014 Bacteria_16S 3810212 3810277 31 96 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

348014 Bacteria_16S 3814885 3814950 31 96 gi|219846353|ref|NR_025944.1| Salegentibacter 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 3813879 3815349 Salegentibacter 
salegens Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
348014 Bacteria_16S 3866414 3866479 31 96 gi|219846318|ref|NR_025908.1| Porphyromonas macacae 
strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas macacae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

348014 Bacteria_16S 3867941 3868006 31 96 gi|219846317|ref|NR_025907.1| Porphyromonas levii 
strain ATCC 29147 16S ribosomal RNA, partial sequence 3866893 3868368 Porphyromonas levii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

348014 Bacteria_16S 3877163 3877228 31 96 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

348014 Bacteria_16S 3906425 3906490 31 96 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

348014 Bacteria_16S 3982259 3982324 31 96 gi|219846237|ref|NR_025827.1| Bizionia paragorgiae 
strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 3982684 Bizionia paragorgiae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 

348014 Bacteria_16S 3983754 3983819 31 96 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

348014 Bacteria_16S 3986729 3986794 31 96 gi|219846234|ref|NR_025824.1| Gramella echinicola 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 3987155 Gramella echinicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 

348014 Bacteria_16S 3988206 3988271 31 96 gi|219846233|ref|NR_025823.1| Aquimarina muelleri 
strain KMM 6020 16S ribosomal RNA, partial sequence 3987206 3988632 Aquimarina muelleri Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aquimarina. 

348014 Bacteria_16S 3989684 3989749 31 96 gi|219846232|ref|NR_025822.1| Gillisia mitskevichiae 
strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 3990112 Gillisia mitskevichiae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gillisia. 

348014 Bacteria_16S 3991175 3991240 31 96 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pibocella. 

348014 Bacteria_16S 3992671 3992736 31 96 gi|219846230|ref|NR_025820.1| Salegentibacter 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 3991660 3993097 Salegentibacter 
mishustinae Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
348014 Bacteria_16S 4006080 4006145 31 96 gi|219846221|ref|NR_025811.1] Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

348014 Bacteria_16S 4010631 4010696 31 96 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

348014 Bacteria_16S 4013659 4013724 31 96 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

348014 Bacteria_16S 4015139 4015204 31 96 gi|219846213|ref|NR_025803.1| Winodgradskyella 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
348014 Bacteria_16S 4016618 4016683 31 96 gi|219846212|ref|NR_025802.1| Winogradskyella 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Winogradskyella. 
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ter 
219846157 
ial sequence 4092900 40 
eae; 


eae; 


eriaceae; 
219846078 


Oceano 
219846065 


Altero: 


; Ae 
ref 


quorivita. 

NR_025639.1 
; Ae 
ref 


quorivita. 
NR_029203.1 


acea 
ref 


e; Amaricocc 
NR_028876.1 


eae; Aminobacter 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref |NR_024843.1 


e; Methylopila. 
ref|NR_026255.1 

3378593 338009 
vibrionales; Des 


ref |NR_025938.1 
3823071 382454 
asteurellales; P 


265678465 


yuanmingense strain BO71 16S ribosomal RNA, partial sequence 


ref |NR_028768.1 
869838 871263 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


; Maribacter. 
ref|NR_025750.1| Maribacter aquivivus 
71 Maribacter aquivivus Bacteria; 
; Maribacter. 
ref|NR_025749.1| Maribacter orientalis 
60 Maribacter orientalis Bacteria; 
; Maribacter. 
ref|NR_025748.1| Maribacter 
4091411 4092849 Maribacter 
iales; Flavobacteriaceae; Maribacter. 
ref|NR_025747.1| Arenibacter certesii 
37 Arenibacter certesii Bacteria; 
; Arenibacter. 
ref|NR_025731.1| Ulvibacter litoralis 
54 Ulvibacter litoralis Bacteria; 
; Ulvibacter. 
ref|NR_025696.1| Algibacter lectus 
67 Algibacter lectus Bacteria; 
; Algibacter. 
ref|NR_025668.1| Zooshikella 
4195136 4196576 Zooshikella 
spirillales; Hahellaceae; Zooshikella. 
ref|NR_025655.1| Pseudoalteromonas 
4213214 4214713 Pseudoalteromonas 
monadales; Pseudoalteromonadaceae; 
ref|NR_025654.1] Pseudoalteromonas 
4214764 4216269 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 
ref|NR_025641.1| Aequorivita crocea 


55 Aequorivita crocea Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Bradyrhizobium 
Bradyrhizobium 


yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Bradyrhizobium. 


348014 Bacteria_16S 
lucentensis strai 
Proteob 
348014 Bacteria_ 


Bacteria; 


DSM 
Bacteria; 


Proteobacteria; 


1151103 1151169 30 


16S 1210244 1210310 31 


14365 16S ribosomal RNA, partial sequence 
Proteobacteria; 
348014 Bacteria_ 
strain SMP-10 16S 


16S 1405059 1405125 31 


16S 2245539 2245605 31 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 
348014 Bacteria_ 


96 gi 


n QMT2 16S ribosomal RNA, partial sequence 11501 
acteria; Alphaproteobacteria; Rhodospirillales; 


OF gi 


12 


Deltaproteobacteria; Myxococcales; 


97 gi 


14 


97 gi 


strain CCBAU 71042 16S ribosomal RNA, partial sequence 


Bacteria; 
Rhizobium. 


348014 Bacteria_ 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial seque 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonadaceae; Pseudoalteromonas. 


348014 Bacteria_ 


strain Td-21 16S 
Proteobacteria; 


348014 Bacteria_ 


Proteobacteria; Alphaproteobacteria; 
348014 Bacteria_ 
strain M6 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
348014 Bacteria_ 
strain V2 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
348014 Bacteria_ 
multivorans strain Struelens 16S ribosomal RNA, partial 
multivorans Bacteria; 


16S 3855796 3855861 31 96 gi| 219846325 
ribosomal RNA, partial sequence 3854781 38562 

Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
16S 5567 5632 31 96 gi| 265679060 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 
Rhizobiales; Bartonellaceae; 

16S 7028 7093 31 96 gi| 265679059 
sequence 6033 7437 

Rhizobiales; Bartonellaceae; 

16S 8486 8551 31 96 gi| 265679058 
sequence 7488 8910 


Burkholderia; 


348014 Bacteria_16S 60104 60169 cal 96 gi| 265679024 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
348014 Bacteria_16S 61652 61717 31 96 gi| 265679023 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
348014 Bacteria_16S 63122 63187 31 96 gi| 265679022 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 


Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_ 


Proteobacteria; Alphaproteobacteria; 


16S 3424873 3424923 31 


16S 20654 20719 31 


16S 64630 64695 31 


seropedicae strain Z67 16S ribosomal RNA, 


Bacteria; 


Sphingomonas. 


348014 Bacteria_ 


Proteobacteria; 
348014 Bacteria_ 
asaccharolytica strain Y-345 16S ribosomal RNA, partial 
asaccharolytica Bacteria; 


16S 67660 67725 31 


16S 75257 75322 31 


Rhizobiales; 


izobiales; 


Betaproteobacteria; 


81 gi 


96 gi 


Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


96 gi 


complete sequence 63592 
Burkholderiales; 


96 gi 


Proteobacteria; Alphaproteobacteria; 


96 gi 


phaeovibrioides strain 2631 16S ribosomal RNA, partial 


phaeovibrioides Bacteria; Chlorobi; Chl 


Chlorobium. 


348014 Bacteria_ 
thiosulfatiphilum strain 6230 16S ribos 
thiosulfatiphilum Bacteria; Chlorobi; C 
348014 Bacteria_16S 
hveragerdense strain JSP 16S ribosomal 
hveragerdense Bacteria; 
Thermodesulfobacterium. 
348014 Bacteria_16S 

thiozymogenes strain Bra2 16S ribosomal 
thiozymogenes Bacteria; 


Desulfocapsa. 


348014 Bacteria_16S 


elongatus strain 
Bacteria; 


Proteobacteria; 
348014 Bacteria_16S 
strain HQgoel 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


16S 76633 76698 31 


90067 90132 31 


97855 97920 31 


Proteobacteria; 


99365 99430 31 
FP 16S ribosomal RNA, 


113088 113153 31 


orobia; 


hlorobia; 


96 gi 


omal RNA, partial sequence 
Chlorobiales; 


96 gi 


RNA, partial sequence 
Thermodesulfobacteria; 


96 gi 


RNA, partial sequence 
Deltaproteobacteria; 


96 gi 


partial sequence 
Deltaproteobacteria; 


96 gi 


Syntrophobacterales; 


Nannocystineae 


Rhizobiales; 


Bartonellaceae; 


Rhizobiaceae; 


Chlorobiales; 


Desulfobacterales; 


253680756 


228715350 
09193 12106 
Nann 
219857153 
04010 14055 


219857569 
22445 


Rhizo 


219846628 


265679050 
sequence 
Burkhol 


265679021 


265679019 
sequence 


265679014 
sequence 


265679013 


265679003 


265678998 


265678997 
98328 


ref 


781 


ref 


ref 


ref 
782 


ref 
nce 


ref 


ref 


ref 


ref 


ref 


ref 


aceae; 


ref 


aceae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Des 


265678987 


ref 


ocystineae; 


biaceae; 


19628 
deriales; 


65117 
Oxalobacteraceae; 


66694 
Sphingomonadales; 


74295 
Chlorobiaceae; 


75652 
Chlorobiaceae; 


89036 
Thermodesulfobacterial 


96815 
Desulfobacterales; D 


99781 


NR_028004.1 


NR_027522.1 


NR_024781.1 


NR_025157.1 
245989 Rhizo 


NR_026220.1 


NR_025915.1 


NR_029368.1 


NR_029367.1 


NR_029366.1 


NR_029358.1 
21106 


NR_029332.1 


NR_029331.1 


NR_029330.1 


NR_029329.1 
Herbas 


NR_029327.1 
68135 


NR_029322.1 
75601 
Chlor 


NR_029321.1 
77039 
Chl 
NR_029311.1 
90489 
es; Thermode 
NR_029306.1 
98277 


NR_029305.1 
Desulf 
ulfobulbacea 


Thalassospira 


151571 Thalassospira lucentensis 
Rhodospirillaceae; Thalassospira. 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
Haliangiaceae; Haliangium. 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 
; Haliangiaceae; 


Haliangium. 
Rhizobium indigoferae 


bium indigoferae 
Rhizobium/Agrobacterium group; 


Pseudoalteromonas 


3423861 3425283 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 
; Azoarcus. 


Bartonella doshiae 


Bartonella doshiae Bacteria; 
Bartonella. 


Bartonella taylorii 


Bartonella taylorii Bacteria; 
Bartonella. 


Bartonella grahamii 


Bartonella grahamii Bacteria; 
Bartonella. 


Burkholderia 
Burkholderia 


Burkholderiaceae; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 
Xanthomonas. 


Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 
Xanthomonas. 


Rhizobium sullae 


Rhizobium sullae Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Chlorobium 
Chlorobium 
obium/Pelodictyon group; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Desulfobulbus 
obulbus elongatus 
e; Desulfobulbus. 


NR_029295.1 


Syntroph 


Syntrophus gentianae 


112043 113590 Syntrophus gentianae Bacteria; 
Syntrophaceae; 


uS. 


348014 Bacteria_16S 129879 129944 31 96 gi|265678976|ref|NR_029284.1 
strain ES2772 16S ribosomal RNA, partial sequence 128870 13034 

Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

348014 Bacteria_16S 142106 142171 31 96 gi|265678968|ref|NR_029276.1 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Desulfuromusa. 

348014 Bacteria_16S 143590 143655 31 96 gi| 265678967 |ref|NR_029275.1 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Des 
348014 Bacteria_16S 157324 157389 31 96 gi| 265678958 |ref|NR_029266.1 
strain KB740 16S ribosomal RNA, partial sequence 156293 15781 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
348014 Bacteria_16S 178612 178677 31 96 gi|265678944|ref|NR_029252.1 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromo 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
348014 Bacteria_16S 196926 196991 31 96 gi| 265678932 |ref|NR_029240.1 
strain A30 16S ribosomal RNA, partial sequence 195893 19735 

Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomi 
348014 Bacteria_16S 200029 200094 31 96 gi|265678930|ref|NR_029238.1 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; P 
Pelobacter. 

348014 Bacteria_16S 206279 206344 31 96 gi|265678926|ref|NR_029234.1 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
348014 Bacteria_16S 235233 235298 31 96 gi|265678905|ref|NR_029213.1 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
348014 Bacteria_16S 236869 236934 31 96 gi|265678904|ref|NR_029212.1 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
348014 Bacteria_16S 238451 238516 31 96 gi|265678903|ref|NR_029211.1 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
348014 Bacteria_16S 239998 240063 31 96 gi|265678902|ref|NR_029210.1 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkho 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia cepacia complex. 

348014 Bacteria_16S 241584 241649 31 96 gi|265678901|ref|NR_029209.1 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
complex. 

348014 Bacteria_16S 249306 249371 31 96 gi| 265678896 |ref|NR_029204.1 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Nei 
Microvirgula. 

348014 Bacteria_16S 252286 252351 31 96 gi|265678894|ref|NR_029202.1 
strain Benl04 16S ribosomal RNA, partial sequence 251300 25272 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 
348014 Bacteria_16S 253761 253826 31 96 gi| 265678893 |ref|NR_029201.1 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Amaricoccus. 

348014 Bacteria_16S 255236 255301 31 96 gi| 265678892 |ref|NR_029200.1 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacte 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

348014 Bacteria_16S 261113 261178 31 96 gi| 265678887 |ref|NR_029195.1 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
348014 Bacteria_16S 273205 273270 31 96 gi| 265678878 |ref|NR_029184.1 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacter 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rh 
348014 Bacteria_16S 280795 280860 31 96 gi| 265678873 |ref|NR_029179.1 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Geobacter. 

348014 Bacteria_16S 285413 285478 31 96 gi|265678870|ref|NR_029176.1 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbacea 
348014 Bacteria_16S 289863 289928 31 96 gi| 265678867 |ref|NR_029173.1 


strain CDC F5101 16S ribosomal RNA, 


complete sequence 


Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Aeromonas punctata 
nas punctata Bacteria; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Pelobacter 
Pelobacter 

elobacteraceae; 


Taylorella 

Taylorella 
ligenaceae; Taylorella. 

Burkholderia graminis 


graminis Bacteria; 


ia. 
Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 
Microvirgula 
Microvirgula 


sseriaceae; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Geobacter 

Geobacter 
Geobacteraceae; 


Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 


Bordetella holmesii 


288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


348014 Bacteria_16S 294532 294597 31 96 gi|265678864|ref|NR_029170.1 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthec 
348014 Bacteria_16S 308230 308295 31 96 gi|265678855|ref|NR_029161.1 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 30872 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
348014 Bacteria_16S 318737 318802 31 96 gi| 265678848 |ref|NR_029153.1 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bar 
348014 Bacteria_16S 341974 342039 31 96 gi|265678830|ref|NR_029135.1 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrog 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
348014 Bacteria_16S 352328 352393 31 96 gi| 265678823 |ref|NR_029128.1 
strain MB312 16S ribosomal RNA, partial sequence 351363 35277 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

348014 Bacteria_16S 353788 353853 31 96 gi|265678821|ref|NR_029126.1 
strain 941 16S ribosomal RNA, partial sequence 352821 35423 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
348014 Bacteria_16S 355247 355312 31 96 gi|265678820|ref|NR_029125.1 
strain AS130 16S ribosomal RNA, partial sequence 354284 35569 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
348014 Bacteria_16S 356727 356792 31 96 gi| 265678818 |ref|NR_029123.1 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo 
348014 Bacteria_16S 364202 364267 31 96 gi|265678812|ref|NR_029117.1 
lituiforme strain FailI3 16S ribosomal RNA, partial sequence 363264 364685 Phenyl 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
348014 Bacteria_16S 371638 371703 31 96 gi| 265678807 |ref|NR_029112.1 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Pseudovibrio. 

348014 Bacteria_16S 373136 373201 31 96 gi| 265678806 |ref|NR_029111.1 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; S 
Sphingomonas. 

348014 Bacteria_16S 383795 383860 31 96 gi|265678799|ref|NR_029104.1 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 38428 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobi 
348014 Bacteria_16S 386938 387003 31 96 gi| 265678797 |ref|NR_029102.1 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydroc 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; 
348014 Bacteria_16S 391516 391581 31 96 gi|265678794|ref|NR_029099.1 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitin 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
348014 Bacteria_16S 416314 416379 31 96 gi| 265678777 |ref|NR_029082.1 
populi BJ001 16S ribosomal RNA, partial sequence 415329 41680 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
348014 Bacteria_16S 431651 431716 31 96 gi| 265678767 |ref|NR_029072.1 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Roseomonas. 

348014 Bacteria_16S 439457 439522 31 96 gi| 265678762 |ref|NR_029067.1 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 43991 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 
348014 Bacteria_16S 447110 447175 31 96 gi| 265678757 |ref|NR_029062.1 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
348014 Bacteria_16S 448642 448707 31 96 gi|265678756|ref|NR_029061.1 
strain 5424 16S ribosomal RNA, partial sequence 447654 44913 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
348014 Bacteria_16S 463896 463961 31 96 gi| 265678742 |ref|NR_029047.1 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobac 
348014 Bacteria_16S 465406 465471 31 96 gi|265678741|ref|NR_029046.1 
strain AU476 16S ribosomal RNA, partial sequence 464412 46582 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquili 
348014 Bacteria_16S 468410 468475 31 96 gi| 265678739 |ref|NR_029044.1 
strain R 8118 16S ribosomal RNA, partial sequence 467397 46889 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
348014 Bacteria_16S 483714 483779 31 96 gi|265678729|ref|NR_029034.1 


acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 


acidaminovorans 


Bacteria; Synergistetes; Synergistia; 


Synergistales; 


Prosthecochloris 

Prosthecochloris 
ochloris. 

Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Rhodobium orientis 


v 


0 Rhodobium orientis Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Sphingomonas 
Sphingomonas 


phingomonadaceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 

Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Burkholderia terricola 


3 Burkholderia terricola Bacteria; 


ia. 


482698 484170 
Synergistace 


Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 


348014 Bacteria_16S 


strain R65 16S 
Proteobacteria; 


348014 Bacteria_16S 
defluvii strain B 
Proteob 
348014 Bacteria_16S 
strain BSB 41.8 1 


Bacteria; 


Proteobacteria; 


348014 Bacteria_16S 
aerosaccus strain 
Proteob 
348014 Bacteria_16S 
strain CR 16S rib 


Bacteria; 


Proteobacteria; 


348014 Bacteria_16S 
ludipueritiae str 
ludipueritiae Bac 


Roseomonas. 


348014 Bacteria_16S 
albertensis strai 
albertensis Bacte 
Acidithiobacillus 
348014 Bacteria_16S 
strain S-606 16S 


Proteobacteria; 


348014 Bacteria_16S 
valerianellae str 
valerianellae Bac 
348014 Bacteria_16S 
strain LF13 16S r 


Caldithrix. 


348014 Bacteria_16S 
strain Iso-46 16S 


Proteobacteria; 


348014 Bacteria_16S 
strain Ppe8 16S r 


Proteobacteria; 


348014 Bacteria_16S 
hassiacum strain 
Proteob 
348014 Bacteria_16S 
nivimaris strain 
Proteob 
348014 Bacteria_16S 
hydrogeniphilus s 
hydrogeniphilus B 
348014 Bacteria_16S 
strain CE2105 16S 


Bacteria; 


Bacteria; 


Proteobacteria; 


348014 Bacteria_16S 
rhizophila strain 
Proteob 
348014 Bacteria_16S 
acidiphila strain 
Proteob 
348014 Bacteria_16S 
N7 16S ribosomal 

Gammaproteobacter 
348014 Bacteria_16S 


Bacteria; 


Bacteria; 


entanii strain 
Bacteria; 


Proteob 
348014 Bacteria_16S 


493050 493115 31 96 
bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
499213 499278 31 96 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500765 500830 31 96 gi 


gi 
21 
G 


6S ribosomal RNA, part 
etaproteobacteria; Bur 
528204 528269 31 
G 16S ribosomal RNA, 

acteria; Gammaproteoba 
537322 537387 31 
osomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
561809 561874 31 96 gi 
ain 170-96 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


B kholderiales; Co 
96 gi 
partial sequence 
cteria; Pseudomo 


96 gi 


E 


563383 563448 31 
n DSM 14366 16S riboso 
ria; Proteobacteria; G 


96 gi 
mal RNA, partial 
ammaproteobacter 
575422 575487 31 
ribosomal RNA, partial 
ammaproteobacteria; Ps 
576897 576962 31 
ain CFBP 4730 16S ribo 
teria; Proteobacteria; Betaproteobacte 
582905 582970 31 96 gi 
ibosomal RNA, partial sequence 


96 
sequence 
eudomonadales; M 
96 gi 
somal RNA, parti 


gi 


G 


587397 587462 31 96 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
588920 588985 31 96 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
593393 593458 31 96 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingom 
613167 613232 31 96 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
620757 620822 31 96 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 
629859 629924 31 96 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 

638996 639061 31 96 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
649820 649885 31 96 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
660160 660225 31 96 gi 
RNA, partial sequence 
ia; Pseudomonadales; 

667773 667838 31 
H4560 16S ribosomal RN. 
acteria; Alphaproteoba 
676932 676997 31 


gi 


G 


B 


Moraxellaceae; Mo 
96 gi 
A, partial seque 
cteria; Rhodospi 
96 gi 


LT 


strain NGA 16S ri 
Synergistetes; Sy 
348014 Bacteria_16S 
strain SCII24 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 


bosomal RNA, partial s 
nergistia; Synergistal 


678491 678556 31 


679936 680001 31 


equence 
es; 
96 
1 sequence 
izobiales; 
96 


265678723 


492024 49353 
Alteromonad 


265678719 
ence 49817 
riales; Co 
265678718 


ial sequence 499730 50125 


mamonadace 
265678700 

52719 
nadales; M 
265678694 


536318 53780 


tiliaceae; 
265678678 
sequence 

eria; Rhod 


265678677 
sequence 


ia; Acidit 


265678669 


574450 57581 


oraxellace 
265678668 
al sequenc 
ria; Burkh 
265678664 


581868 58337 


265678661 


586359 58785 


oraxellace 
265678660 


587905 58931 


rkholderia 
265678657 
ce 59240 
onadales; 

265678643 
ence 61213 
nadales; M 
265678638 
1 sequence 
bacteria; 

265678631 


628893 63029 


Rhodospiri 
265678625 
ence 63798 
nadales; X 
265678618 
e 64884 
les; Beije 
265678609 


659171 660617 Morax 


raxella. 
265678604 
nce 66678 
rillales; 
265678598 


675861 67745 


Synergistace 


gi 


ae; Anaero 
265678597 


677507 67890 


Bruce 


llaceae; O 
265678596 


gi 


grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


ref |NR_029028.1 
5 Marinobacter 
aceae; Marinobac 
ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy’ 
ref |NR_029023.1 


ae; Hydrogenopha 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref |NR_028983.1 
560822 562307 
ospirillales; Ac 


ref |NR_028982.1 
562358 563851 
hiobacillales; 


ref |NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028969.1 


ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028965.1 
ceae; Burkholder 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref |NR_028943.1 

619766 621178 
Nautiliales; Nau 
ref |NR_028936.1 


llaceae; Roseosp 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref |NR_028914.1 
ella canis Bacte 


ref|NR_028909.1 
6 668269 Glucon 
Acetobacteracea 
ref |NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref|NR_028901.1 
678955 680426 


e: 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 

Hydrogenophaga 
enophaga defluvii 
drogenophaga. 

Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Enhydrobacter 

obacter aerosaccus 

hydrobacter. 

Caminibacter profundus 


profundus Bacteria; 


Roseomonas 
Roseomonas 
etobacteraceae; 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Psychrobacter pulmonis 
pulmonis Bacteria; 
ae 

Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Psychrobacter faecalis 
faecalis Bacteria; 
Ps 

Burkholderia tropica 


0 Burkholderia tropica Bacteria; 


ia. 

Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Psychrobacter 
obacter nivimaris 
ychrobacter. 
Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 

Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Methylocapsa 
ocapsa acidiphila 
hylocapsa. 

Moraxella canis strain 
ria; Proteobacteria; 


Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Anaerobaculum mobile 
mobile Bacteria; 


v 


Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 


348014 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


strain NCTC 10617 
Proteobacteria; B 


indolicum strain 
Bacteria; Proteob 


cetonica strain 4 
Bacteria; Proteob 


catecholicum stra 
catecholicum Bact 


aurantiaca strain 
Bacteria; Proteob 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


348014 Bacteria_16S 
P6-12 16S ribosomal RNA, 
acteria; 
348014 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


strain MDA5527 16 


strain 3-p 16S ri 


respiraculi strai 
respiraculi Bacte 


348014 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


348014 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


348014 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


348014 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
348014 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


348014 Bacteria_16S 
B 16S ribosomal RNA, p 
Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 


strain CCBAU 7190 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


jannaschii strain 
Bacteria; Proteob 


taiwanensis strai 
taiwanensis Bacte 


348014 Bacteria_16S 


ibosomal RNA, partial 
etaproteobacteria; Nei 
348014 Bacteria_16S 

16S ribosomal RNA, pa 
etaproteobacteria; Nei 
348014 Bacteria_16S 


acteria; 
348014 Bacteria_16S 
80 16S ribosomal RNA, 
acteria; 
348014 Bacteria_16S 
in NZva20 16S ribosoma 
eria; 
348014 Bacteria_16S 

CB-R 16S ribosomal RN. 
acteria; Alphaproteobacteria 
348014 Bacteria_16S 
ain ACM 2498 16S ribos 
teria; 


S ribosomal RNA, parti 
Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 


681456 681521 31 


682861 682926 31 


685828 685893 31 


Deltaproteobacteria 
687394 687459 31 


Deltaproteobacteria 
688948 689013 31 


Proteobacteria; 
698081 698146 31 
720601 720666 31 

Proteobacteria; 
738987 739052 31 
Betaproteobacteria; 


742032 742097 31 


743525 743590 31 


bosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 
n AU3313 16S ribosomal 


757834 757899 31 


Proteobacteria; 
759335 759400 31 


osomal RNA, partial sequence 


806878 806943 31 
Thermodesulfobacteria; 
813074 813139 31 


Gammaproteobacteria 
823659 823724 31 


Proteobacteria; 
825199 825264 31 


34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


ia; 
348014 Bacteria_16S 


Rhizobiales; 
826701 826766 31 


34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


ia; 


348014 Bacteria_16S 


Rhizobiales; 
834434 834499 31 


96 


sequence 


96 


96 


, 


96 


v 


96 


96 


, 


96 


96 


96 


al sequence 
odospirillales; 


96 
e 


96 


96 


Bradyrhizobiaceae; 


Bradyrhizobiaceae; 


gi 


680477 68183 
sseriales; Neisseriaceae; 


gi 


rtial sequence 
sseriales; Neisseriaceae; 


gi 


In04 16S ribosomal RNA, partial sequence 
Desulfobacterales; 


gi 


partial sequence 
Desulfobacterales; 


gi 


1 RNA, partial sequence 
Deltaproteobacteria; 


gi 


A, partial sequence 
Caulobacterales; 


gi 


omal RNA, partial sequence 
Alphaproteobacteria; 


gi 


complete sequence 73794 
Burkholderiales; 


gi 


gi 


742578 74395 
odospirillales; 


gi 


RNA, partial sequence 
Betaproteobacteria; 


gi 


758305 75981 


etaproteobacteria; Neisseriales; Neisseriaceae; 
760889 760954 31 96 gi| 265678539 
bosomal RNA, partial sequence 759866 76120 
etaproteobacteria; Neisseriales; Neisseriaceae; 
763858 763923 31 96 gi| 265678537 
ribosomal RNA, partial sequence 762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 
768423 768488 31 96 gi| 265678534 
osomal RNA, partial sequence 767437 76891 
Rhizobiales; Hyphomicrobiace 

788477 788542 31 96 gi| 265678520 
bosomal RNA, partial sequence 787469 78896 
ammaproteobacteria; Thiotrichales; Pisciricketts 
794557 794622 31 96 gi| 265678516 


artial sequence 
izobiales; 


in 7 16S ribosomal RNA, partial sequence 
eria; 
erium. 
348014 Bacteria_16S 

ALM2 16S ribosomal RN. 
acteria; 
348014 Bacteria_16S 
n LMG 19424 16S riboso 


Rhizobiaceae; R 

96 gi| 265678508 

80584 

Thermodesulfobacter 

96 gi| 265678504 

A, partial sequence 81203 

; Chromatiales; Ecto 

96 gi| 265678497 

mal RNA, partial sequence 

Betaproteobacteria; Burkhol 

96 gi| 265678496 

824212 825662 Bosea 
Bosea. 

96 gi| 265678495 

825713 827158 Bosea 
Bosea. 

96 gi| 265678490 


741046 74252 


265678595 
265678594 
68188 


265678592 
68477 


265678591 
68634 


265678590 
Desul 
265678584 
69711 
ce 
265678568 
Caul 
265678555 


Ox 
265678553 


Acetobacte 
265678551 


Rhodospiri 
265678541 


Burkhol 
265678540 


79361 


ref 


Neis 
ref 


Neis 
ref 


Des 
ref 


Des 
ref 


ref 


ref 
q 
obac 


ref 


ref 


ref 


llac 
ref 


deri 
ref 


Alys 
ref 


Neis 
ref 


acea 
ref 


ae; 
ref 


iace 
ref 


hizo 
ref 


iale 
ref 


thio 
ref 
deri 
ref 


ves 


ref 
ene 


ref 


2 683236 Neisse 


4 686292 Desulf 


3 687857 Desulf 


687908 68940 
fobacterales; 


8 739471 Herbas 
alobacteraceae; 


756798 75825 


4 Marinobacter 


2 Methylophaga 


1 794989 Rhizob 


2 807361 Thermo 


5 813508 Thioal 


822620 824161 


NR_028900.1 


seria. 
NR_028899.1 


seria. 
NR_028897.1 


ulfobacterac 
NR_028896.1 


ulfobacterac 

NR_028895.1 
8 
De 
NR_028889.1 


8 698533 Brevun 
aulobacteraceae; 


NR_028872.1 


19632 721036 


terales; Cau 


NR_028859.1 


NR_028857.1 


Roseomon 
NR_028855.1 


eae; Rhodoci 
NR_028845.1 
4 
ales; Burkho 
NR_028844.1 


iella. 
NR_028843.1 


seria. 
NR_028841.1 


e; Marinobac 
NR_028838.1 


Devosia. 
NR_028824.1 


ae; Methylop 
NR_028819.1 


bium/Agrobac 
NR_028811.1 


s; Thermodes 


NR_028807.1 


rhodospirace 
NR_028800.1 


ales; Burkho 
NR_028799.1 
trisii Bacte 


NR_028798.1 
ae Bacteria; 


NR_028793.1 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 

Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 

Desulfobacterium 

Desulfobacterium 
sulfobulbaceae. 

Brevundimonas 
dimonas aurantiaca 

Brevundimonas. 

Asticcacaulis 

Asticcacaulis 
lobacteraceae; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 

Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 
raceae; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Methylophaga alcalica 


alcalica Bacteria; 


haga. 

Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Zymomonas mobilis 


subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 


subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; 


Zymomonas. 


Sphingomonadales; 


Sphingomonadaceae; 


348014 Bacteria_16S 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, par 
mobilis subsp. mobilis Bacteria; 
Sphingomonadaceae; 
348014 Bacteria_16S 
strain AMX51 16S 


Proteobacteria; 


348014 Bacteria_16S 
conservatrix strain Mb1Pa 16S ribosomal 
conservatrix Bacteria; 


Desulforegula. 


348014 Bacteria_16S 
strain Kl 16S ribosomal RNA, partial 


Proteobacteria; 


348014 Bacteria_16S 


strain CFBP 4188 
Proteobacteria; 


835936 836001 31 


Zymomonas. 
843458 843523 31 
ribosomal RNA, partial 
Alphaproteobacteria; Rh 
853881 853946 31 


867769 867834 31 


872282 872347 31 
Proteobacteria; 


873832 873897 31 


96 


96 
sequence 


izobiales; 


96 


Proteobacteria; Alphap 


gi|265678489|ref|NR_028792.1| Zymomonas mobilis 
tial sequence 834947 836398 Zymomonas 
roteobacteria; Sphingomonadales; 
gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 
842468 843949 Bosea minatitlanensis Bacteria; 
Bradyrhizobiaceae; Bosea. 
gi| 265678477 |ref|NR_028780.1| Desulforegula 
852834 854357 Desulforegula 


RNA, partial sequence 


96 


96 


96 


strain N-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain LMG 18819 
Proteobacteria; 


strain LMG 18106 
Proteobacteria; 


strain LMG 16407 
Proteobacteria; 


Bacteria; 


Proteobacteria; 
348014 Bacteria_16S 
denitrificans strain ALJD 16S ribosomal 


893266 893331 31 


894801 894866 31 


896336 896401 31 


901049 901114 31 


AL7 16S ribosomal RNA, 


902583 902648 31 


Gammaproteobacteria; 


Betaproteobacteria; Burkholderiales; 
348014 Bacteria_16S 


96 


96 


96 


96 


partial sequence 
Thiotrichales; 


96 


gi 


gi 


Alphaproteobacteria; 


gi 


xX 


Proteobacteria; Deltaproteobacteria; Desul 
860132 860197 31 96 gi| 265678472 
sequence 859076 86059 

Deltaproteobacteria; Desulfuromonadales; 


265678467 


16S ribosomal RNA, partial sequence 866725 86827 
Gammaproteobacteria; Xanthomonadales; 
348014 Bacteria_16S 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
azotocaptans Bacteria; 
Gluconacetobacter. 
348014 Bacteria_16S 


265678464 
sequence 


265678463 


872811 87416 


gi 


gi 


gi 


gi 


gi 


265678449 


16S ribosomal RNA, partial sequence 892248 89373 
Betaproteobacteria; Burkholderiales; 
348014 Bacteria_16S 


265678448 


16S ribosomal RNA, partial sequence 893783 89526 
Betaproteobacteria; Burkholderiales; 
348014 Bacteria_16S 


265678447 


16S ribosomal RNA, partial sequence 895318 89680 
Betaproteobacteria; Burkholderiales; 
348014 Bacteria_16S 
sibiricum strain 


265678444 
90001 
Pis 
265678443 


RNA, partial sequence 


denitrificans Bacteria; 


Thioalkalivibrio. 
348014 Bacteria_16S 


singaporensis strain S'pore Tl 16S ribo 
singaporensis Bacteria; 


Proteobacteria; 
907192 907257 31 


Proteobacteria; 


96 


Desulforhopalus. 


348014 Bacteria_16S 


strain RE35F/1 1 
Proteobacteria; 


348014 Bacteria_16S 


strain LSv21 16S 
Proteobacteria; 


348014 Bacteria_16S 


oceanense strain 
Bacteria; 


strain PSv29 16S 


Proteobacteria; 


psychrophila Bac 
Desulfotalea. 


348014 Bacteria_16S 


strain IMI 35987 
Proteobacteria; 


Proteobacteria; 


Bacteria; 


Proteobacteria; 
348014 Bacteria_16S 


Proteobacteria; 
348014 Bacteria_16S 


908683 908748 31 
6 
Alphaproteobacteria; 
922738 922803 31 
ribosomal RNA, partial 
Deltaproteobacteria; De 
924309 924374 31 


925853 925918 31 
ribosomal RNA, partial 
927407 927472 31 
teria; 


Proteobacteria; 


942756 942821 31 
0 


944319 944384 31 


945882 945947 31 


947442 947507 31 


96 


S ribosomal RNA, partial sequence 


96 
sequence 


96 


96 


sequence 


96 


Gammaproteobacteria; 


gi 


gi 


Chro: 


265678440 


somal RNA, partial sequenc 
Deltaproteobacteria; 


Desu 


265678439 


907717 90916 


Sphingomonadales; 


gi 


Erythrobac 
265678430 


921679 92319 


sulfobacterales; 


gi 


ASv26 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 


Desulfoba 
265678429 
92324 


Desulfobacterales; 


265678428 


924822 92631 


Deltaproteobacteria; Desulfobacterales; 
348014 Bacteria_16S 
psychrophila strain LSv54 16S ribosomal 


gi 


Desulfoba 
265678427 


RNA, partial sequence 


96 


96 


96 


96 


Deltaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 

348014 Bacteria_16S 
strain 2 16S ribo 


gi 


gi 


Burkholderiales; 


gi 


Desul 


265678417 
94171 


Comamonadace 


265678416 


somal RNA, partial sequence 943283 944795 Hydro 
Betaproteobacteria; Burkholderiales; 
348014 Bacteria_16S 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


Comamonadace 


265678415 
94484 
Co: 
265678414 


taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Hydrogenophaga. 


Geobacteraceae; 


anthomonadaceae; 


Rhodo 


fobacterales; De 


ref|NR_028775.1 


ref|NR_028770.1 


ref |NR_028767.1 
871314 872760 


ref |NR_028766.1 
Cupriavidu 
ref|NR_028751.1 
Pandoraea. 
NR_028750.1 


ref 


Pandoraea. 
ref |NR_028749.1 
Pandoraea. 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 


ref|NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref|NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
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Burkholderiaceae; 


Pandoraea pulmonicola 
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citreus Bacteria; 
obacter. 

Desulfofrigus fragile 
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fofaba. 
Desulfotalea 
Desulfotalea 
sulfobulbaceae; 
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348014 Bacteria_16S 949008 949073 31 96 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

348014 Bacteria_16S 950569 950634 31 96 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

348014 Bacteria_16S 952128 952193 31 96 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

348014 Bacteria_16S 953679 953744 31 96 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

348014 Bacteria_16S 955239 955304 31 96 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

348014 Bacteria_16S 956732 956797 31 96 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

348014 Bacteria_16S 998321 998386 31 96 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
348014 Bacteria_16S 999833 999898 31 96 gi| 265678378 |ref|NR_028680.1| Thiomicrospira 
chilensis strain Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
348014 Bacteria_16S 1001353 1001418 31 96 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

348014 Bacteria_16S 1002878 1002943 31 96 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

348014 Bacteria_16S 1005870 1005935 31 96 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

348014 Bacteria_16S 1013404 1013469 31 96 gi|265678369|ref|NR_028671.1| Moraxella caviae 
strain GP1l1 16S ribosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

348014 Bacteria_16S 1014900 1014965 31 96 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

348014 Bacteria_16S 1016396 1016461 31 96 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

348014 Bacteria_16S 1017893 1017958 31 96 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

348014 Bacteria_16S 1025609 1025674 31 96 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 1026037 Rhizobium yanglingense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
348014 Bacteria_16S 1027141 1027206 31 96 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 

348014 Bacteria_16S 1030141 1030206 31 96 gi| 265678358 |ref|NR_028660.1| Thiomicrospira 
thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
348014 Bacteria_16S 1036283 1036348 31 96 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

348014 Bacteria_16S 1037823 1037888 31 96 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

348014 Bacteria_16S 1057590 1057655 31 96 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 
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ref|NR_027554.1 
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’ 
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3 Xanthomonas arboricola 
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Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 
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’ 
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Bacteria; 
ia. 
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Methylobacterium 
3 Methylobacterium 


nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


Methylobacterium. 


348014 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


348014 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
348014 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


348014 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


348014 Bacteria_16S 


strain S-3 16S ri 
Proteobacteria; A 


348014 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


348014 Bacteria_16S 
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Proteobacteria; B 


348014 Bacteria_16S 
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348014 Bacteria_16S 
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Proteobacteria; B 


348014 Bacteria_16S 
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Proteobacteria; G 


348014 Bacteria_16S 
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348014 Bacteria_16S 
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348014 Bacteria_16S 
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348014 Bacteria_16S 
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Proteobacteria; B 


348014 Bacteria_16S 
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348014 Bacteria_16S 
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348014 Bacteria_16S 
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348014 Bacteria_16S 
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Proteobacteria; B 
complex. 


348014 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


348014 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


1399084 1399149 31 96 gi 
T-27 16S ribosomal RNA, partial seque 
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1400569 1400634 31 96 gi 
RNA, partial sequence 
Sp 
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ne 
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1455454 1455519 31 96 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
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1 Bacteria; Proteobact 


96 gi 
partial se 
Betaproteo 


RNA, 
eria; 


qu 
ba 


1485688 1485753 31 
in A-1BS 16S ribosomal 
eria; Proteobacteria; 


96 gi 
RNA, partial se 
Alphaproteobacte 


qu 
ri 
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romo 


4559 
Al 


, 


4618 
Ss; A 


4664 
ceae 


4694 
ceae 


ence 


Pseud 


Rhizo 


ref 


ref 


adac 
ref 


ref 


ref 


adac 
ref 


orax 
ref 


TE 
ref 


omon 


ref 


; Th 
ref 


ae; 
ref 


nada 
ref 


cali 
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a a 
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NR_027198.1 
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omonadaceae; 
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7 
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Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 

Acetobacter 
1 Acetobacter 
etobacteraceae; 


Sphingobium 
2 1408473 Sphingobium 
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Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 

Psychrobacter 

obacter maritimus 
ychrobacter. 
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51 Thauera phenylacetica Bacteria; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Psychrobacter arenosus 
arenosus Bacteria; 
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Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Achromobacter 


66 1457283 Achromobacter ruhlandii 


hromobacter. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Azoarcus buckelii 


buckelii Bacteria; 


Zoogloea resiniphila 


resiniphila Bacteria; 


Psychrobacter 
0 Psychrobacter 
xellaceae; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


NR_024863.1 


Rhizobium huautlense 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


348014 Bacteria_16S 1493254 1493319 31 
strain SA35 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 1496240 1496305 31 
9187 strain TA 4r 16S ribosomal RNA, co 
Bacteria; Proteobacteria; Gammaproteoba 
348014 Bacteria_16S 1503668 1503732 31 
strain USDA 9030 16S ribosomal RNA, par 
Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 1508203 1508268 31 
subsp. elongata strain ATCC 25295 16S r 
elongata subsp. elongata Bacteria; Prot 
Neisseria. 
348014 Bacteria_16S 1515645 1515710 31 
septentrionale strain SDW 014 16S ribos 
septentrionale Bacteria; 
Mesorhizobium. 
348014 Bacteria_16S 1533933 1533998 31 
cenocepacia strain LMG 16656 16S riboso 
cenocepacia Bacteria; Proteobacteria; B 
Burkholderia; Burkholderia cepacia comp 
348014 Bacteria_16S 1569983 1570048 31 
lusatiensis strai 
Bacteria; Proteobacteria; Alphaproteoba 
348014 Bacteria_16S 1571519 1571584 31 
subsp. smithia strain AS20/1/1 16S ribo 
subsp. smithia Bacteria; Proteobacteria; 
348014 Bacteria_16S 1572999 1573064 31 
faecalis strain gc 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteoba 
348014 Bacteria_16S 
americanum strain 
americanum Bacteria; Proteobacteria; Al 
Sinorhizobium/Ensifer group; Sinorhizob 
348014 Bacteria_16S 1582098 1582163 31 
lipocyclicus strain CCUG 44693 16S ribo 
lipocyclicus Bacteria; Proteobacteria; 
348014 Bacteria_16S 1615786 1615851 31 
strain CM243 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; Ca 
348014 Bacteria_16S 1623394 1623459 31 
stercoricanis strain 5BAC4 16S ribosoma 
stercoricanis Bacteria; Proteobacteria; 
348014 Bacteria_16S 1629396 1629461 31 
strain T4 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 1634001 1634066 31 
litoralis strain DSM 15406 16S ribosoma 
litoralis Bacteri 
348014 Bacteria_16S 
strain IBS S6874 16S ribosomal RNA, par 
Proteobacteria; Gammaproteobacteria; Ae 
348014 Bacteria_16S 1647676 1647741 31 
strain DSM 5901 16S ribosomal RNA, part 
Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 1649173 1649238 31 
DSM 5900 16S ribosomal RNA, partial seq 
Alphaproteobacteria; Rhodospirillales; 

348014 Bacteria_16S 1650665 1650730 31 
VKM B1479 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 1653750 1653815 31 
strain R-13291 16S ribosomal RNA, parti 
Proteobacteria; Gammaproteobacteria; Xa 
348014 Bacteria_16S 1655297 1655362 31 
strain R-10289 16S ribosomal RNA, parti 
Proteobacteria; Gammaproteobacteria; Xa 
348014 Bacteria_16S 1656808 1656873 31 
gallinifaecis strain Iso 196 16S riboso 
gallinifaecis Bacteria; Proteobacteria; 
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Xanthobacter agilis 


11 Xanthobacter agilis Bacteria; 
Xanthobacter. 
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Rhizobium tropici 
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8 Rhodovarius 


Woodsholea maritima 
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Oceanisphaera 
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55 Aeromonas simiae Bacteria; 
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ref|NR_025556.1 
1686206 168766 


Tepidiphilus 
1 Tepidiphilus 


margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 


Tepidiphilus. 

348014 Bacteria_16S 1701176 1701241 31 96 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

348014 Bacteria_16S 1704246 1704311 31 96 gi| 219878405 |ref|NR_025544.1| Methylocystis 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
348014 Bacteria_16S 1722527 1722592 31 96 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

348014 Bacteria_16S 1724068 1724133 31 96 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

348014 Bacteria_16S 1725596 1725661 31 96 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

348014 Bacteria_16S 1742288 1742353 31 96 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

348014 Bacteria_16S 1749886 1749951 31 96 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

348014 Bacteria_16S 1751378 1751443 31 96 gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae 
strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

348014 Bacteria_16S 1766583 1766648 31 96 gi|219878360|ref|NR_025499.1| Alkalilimnicola 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
348014 Bacteria_16S 1769550 1769615 31 96 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

348014 Bacteria_16S 1787651 1787716 31 96 gi| 219878344 |ref|NR_025483.1| Halorhodospira 
neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 1786631 1787986 Halorhodospira 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Halorhodospira. 

348014 Bacteria_16S 1815121 1815186 31 96 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

348014 Bacteria_16S 1825914 1825979 31 96 gi|219878319|ref|NR_025458.1| Psychrobacter 
marincola strain KMM 277 16S ribosomal RNA, partial sequence 1824887 1826314 Psychrobacter 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
348014 Bacteria_16S 1827392 1827457 31 96 gi|219878318|ref|NR_025457.1| Psychrobacter 
submarinus strain KMM 225 16S ribosomal RNA, partial sequence 1826365 1827792 Psychrobacter 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
348014 Bacteria_16S 1828806 1828871 31 96 gi|219878317|ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
348014 Bacteria_16S 1830356 1830421 31 96 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
348014 Bacteria_16S 1836409 1836474 31 96 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

348014 Bacteria_16S 1845713 1845778 31 96 gi|219878305|ref|NR_025444.1| Maricaulis virginensis 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 1846167 Maricaulis virginensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

348014 Bacteria_16S 1850321 1850386 31 96 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

348014 Bacteria_16S 1851807 1851872 31 96 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 1852130 Roseospira navarrensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

348014 Bacteria_16S 1860761 1860826 31 96 gi|219878294|ref|NR_025433.1]| Alteromonas 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 
stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Alteromonas. 

348014 Bacteria_16S 1868460 1868525 31 96 gi| 219878289 |ref|NR_025428.1| Chelatococcus 


asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 


1867493 186885 


8 Chelatococcus 


asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 


Chelatococcus. 
348014 Bacteria_16S 
strain LMG 21857 
Proteobacteria; 
348014 Bacteria_16S 
strain LUH4616 16 
Proteobacteria; 
348014 Bacteria_16S 


thiooxidans strain CS-K2 16S ribosomal 
Proteobacteria; 


thiooxidans Bacteria; 
348014 Bacteria_16S 
schindleri strain 
schindleri Bacteria; 
348014 Bacteria_16S 
chacoense strain 
Bacteria; 
348014 Bacteria_16S 
strain DSM 5651 1 
Proteobacteria; 
348014 Bacteria_16S 
strain DSM 11334 
Proteobacteria; 
348014 Bacteria_16S 
strain LMG 1945, R8846 
Proteobacteria; 
348014 Bacteria_16S 


strain LUH 3792Type 16S ribosomal RNA, 
Proteobacteria; 


Bacteria; 
348014 Bacteria_16S 
mannitolilytica strain 


mannitolilytica Bacteria; 


Ralstonia. 
348014 Bacteria_16S 


nitrativorans strain 23310 16S ribosoma 
nitrativorans Bacteria; 


348014 Bacteria_16S 


fujisawaense strain DSM 5686 16S riboso: 


fujisawaense Bacteria; 
Methylobacterium. 
348014 Bacteria_16S 
strain Se-1111R 1 
Proteobacteria; 
348014 Bacteria_16S 


strain EDIV 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


348014 Bacteria_16S 


denitrificans strain NCIMB 9548 16S rib 
denitrificans Bacteria; 


Thiobacillus. 
348014 Bacteria_16S 
subsp. 
subsp. parafaecal 
Alcaligenes. 

348014 Bacteria_16S 


strain BM5 16S ribosomal RNA, partial s 
Gammaproteobacteria; Ch 


Proteobacteria; 
348014 Bacteria_16S 


doebereinerae strain GSF71 16S ribosoma 
doebereinerae Bacteria; 


Azospirillum. 
348014 Bacteria_16S 


frisingense strain GSF30 16S ribosomal 
Proteobacteria; 


frisingense Bacteria; 
Herbaspirillum. 
348014 Bacteria_16S 


anilini strain Anil 16S ribosomal RNA, 
Proteobacteria; 


Bacteria; 
348014 Bacteria_16S 
strain Cm al3 16S 
Proteobacteria; 
348014 Bacteria_16S 


16S ribosomal RNA, par 
Gammaproteobacteria; Al 


S ribosomal RNA, parti 
Gammaproteobacteria; Ps 


LUH5832 16S ribosomal 
Proteobacteria; 


PR5 16S ribosomal RNA, 
Proteobacteria; Alphaproteoba 


6S ribosomal RNA, part 
Deltaproteobacteria; De 


16S ribosomal RNA, par 
Betaproteobacteria; Bur 


Betaproteobacteria; Bur 


6S ribosomal RNA, part 
Betaproteobacteria; Bur 


parafaecalis strain G 16S riboso 


is Bacteria; 


ribosomal RNA, partia 
Deltaproteobacteria; My 


1869922 1869987 31 


1873032 1873097 31 


1879074 1879139 31 


1888478 1888543 31 


1889967 1890032 31 


1896197 1896262 31 


1897744 1897809 31 


1899287 1899352 31 


16S ribosomal RNA, partial sequence 
kholderiales; Alca 


1913852 1913917 31 


1923117 1923182 31 
LMG6866 16S ribo 
Proteobacteria; 


1936811 1936876 31 


Proteobacteria; 
1939787 1939852 31 


Proteobacteria; 


1947535 1947600 31 


1956539 1956604 31 


1964267 1964332 31 

Proteobacteria; 
1965784 1965849 31 
Proteobacteria; 


1967269 1967334 31 


1970180 1970245 31 


Proteobacteria; 


1971585 1971650 31 


1979382 1979447 31 


1982483 1982548 31 


1984068 1984133 31 


cteria; 


Deltaproteobacteria; 


96 


96 


al sequence 
eudomonadales; 


96 


96 


96 


96 


96 


96 


96 


96 


96 


sequence 
Sphingomonadales; 


96 


96 


Betaproteobacteri 


96 


equence 
romatiales; 


96 


96 


96 


96 


1 sequence 
xococcales; 


96 


gi 


tial sequence 1868909 18703 
teromonadales; 


gi 
18 


gi 


Gammaproteobacteri 


sulfobacterales; 


gi 


tial sequence 1896710 18982 
kholderiales; Alca 


gi 


gi 


partial sequence 


Gammaproteobacteria; Pseudomonadales; 


gi 


somal RNA, partial 
Betaproteobacteria; 


gi 


1 RNA, partial sequence 
Betaproteobacteria; 


gi 


mal RNA, partial 
Alphaproteobacteria; 


gi 


ial sequence 1946525 19480 
kholderiales; Alca 


gi 


1955571 19570 


gi 


osomal RNA, partia 
Betaproteobacteri 


gi 


mal RNA, partial 


gi 


1966261 196 
Chromatiaceae; 


gi 


1 RNA, partial s 
Alphaproteobacteria; 


gi 


RNA, partial sequence 
Betaproteobacteri 


gi 


partial sequence 
Desulfob 


gi 


1981436 19829 
Sorangiineae; 


gi 


Alt 


Mor 


219878288 


219878286 
72026 18734 


219878282 


219878265 


219878264 
18982 


219878253 
19128 


219878246 
sequenc 
Bur 


219878237 


Burkh 

219878235 
sequence 

Rhizo 


219878230 


ligenace 
219878224 


Sphingomon 
219878219 
1 sequen 
a; Hydro 


219878218 
sequence 
a; 


219878217 
77 


219878215 
equence 
Rhod 


219878214 
a; 


219878209 
19783 
acterales; 
219878207 


axellaceae; 


Desulfobacteraceae; 


Burkholderiales; 


ref|NR_025427.1 
Glacieco 
ref|NR_025425.1 
90 Acinetobacter 


ref|NR_025421.1 


Desul 
ref|NR_025404.1 
Bordetella. 
NR_025403.1 


ref 


Brackiella. 
ref |NR_025392.1 
Ac 
ref|NR_025385.1 
e 1922112 192356 
kholderiales; 


ref|NR_025376.1 

1935800 193729 
olderiales; 
ref|NR_025374.1 

1938810 194024 
bial 
ref|NR_025369.1 
ae; Bordetella. 
ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref|NR_025356.1 

Thiocapsa. 

ref |NR_025354.1 
1969231 197053 

ospirillales; Rh 


ref|NR_025353.1 
1970584 197204 
Oxalob 


ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 


219878206 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 


E 


Comamonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
eromonadaceae; 


a. 
Acinetobacter parvus 
parvus Bacteria; 


Acinetobacter. 


Limnobacter 


RNA, partial sequence 1878060 1879547 Limnobacter 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
96 gi|219878273|ref|NR_025412.1| Acinetobacter 
RNA, partial sequence 1887472 1888937 Acinetobacter 
a; Pseudomonadales; Moraxellaceae; Acinetobacter. 
96 gi|219878272|ref|NR_025411.1| Mesorhizobium 
partial sequence 1888988 1890453 Mesorhizobium chacoense 
Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
96 gi|219878267|ref|NR_025406.1| Desulfococcus biacutus 
ial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 


fococcus. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 
ligenaceae; 


Brackiella oedipodis 


81 1899753 Brackiella oedipodis Bacteria; 
ligenaceae; 


Acinetobacter ursingii 


72 1914310 Acinetobacter ursingii 
Moraxellaceae; 


inetobacter. 
Ralstonia 
0 Ralstonia 


Burkholderiaceae; 


Comamonas 

7 Comamonas 

Comamonas. 
Methylobacterium 

9 Methylobacterium 


es; Methylobacteriaceae; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Thiobacillus 

6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 


; Alcaligenaceae; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 


ref|NR_025345.1 
1983024 198455 


Chondromyces 
8 Chondromyces 


lanuginosus Bacteria; Proteobacteria; 


Chondromyces. 
348014 Bacteria_ 


apiculatus strain 
apiculatus Bacter 


Chondromyces. 
348014 Bacteria_ 


ferrugineus strai 
ferrugineus Bacte 


Cystobacteraceae; 


348014 Bacteria_16S 
jannaschiana stra 
jannaschiana Bact 
348014 Bacteria_16S 


strain DSM 2665 1 


Proteobacteria; Alphaprot 
348014 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaprot 
348014 Bacteria_16S 
strain MCS 25 16S 
Proteobacteria; Alphaprot 
348014 Bacteria_16S 
strain MCS 18 16S 
Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 


washingtonensis s 


washingtonensis B 


Maricaulis. 


348014 Bacteria_16S 


strain ATCC 15257 
Bacteria; 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Ca 
348014 Bacteria_16S 


strain LMG 317541 
Proteobacteria; 


Pseudoxanthomonas 


348014 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


348014 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; 


strain 58Eu 16S r 
Proteobacteria; B 


348014 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 


348014 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


348014 Bacteria_16S 


strain IBS 506 16 


Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 


strain IBS 382 16 


Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


348014 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


348014 Bacteria_16S 


Proteob 
348014 Bacteria_16S 


G 
348014 Bacteria_16S 
broegbernensis st 
broegbernensis Ba 


G 
348014 Bacteria_16S 


16S 1985652 1985717 31 
Cm al4 16S ribosomal 
ia; Proteobacteria; De 


96 gi|2 
RNA, partial seq 
ltaproteobacteria; 
16S 1987239 1987304 31 96 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 
2013412 2013477 31 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2014872 2014937 31 96 gi 
6S ribosomal RNA, part 
eobacteria; Rhodobacterales; H 
2016341 2016406 31 96 gi 
16S ribosomal RNA, partial sequence 

eobacteria; Sphingomonadales; 
2017832 2017897 31 96 gi 
ribosomal RNA, partial sequence 
eobacteria; Rhodobacterales; H 
2019304 2019369 31 96 gi 
ribosomal RNA, partial sequence 
odobacterales; H 
2020776 2020841 31 96 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


2 


96 gi 


s 


2022244 2022309 31 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 
2023733 2023798 31 96 gi 
16S ribosomal RNA, partial sequence 

ulobacterales; C 
2026802 2026867 31 96 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
2041952 2042017 31 96 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


96 gi 


1 


v 


2043511 2043576 31 
train L2 16S ribosomal 
acteria; Proteobacteri 


96 gi 
RNA, partial se 
a; Gammaproteoba 


qu 
ct 


2045086 2045151 31 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2068073 2068138 31 96 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2069605 2069670 31 96 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2074242 2074307 31 96 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2075730 2075795 31 96 gi 
S ribosomal RNA, partial sequence 
izobiales; 
2084983 2085048 31 96 

S ribosomal RNA, partial sequence 
izobiales; 
2089529 2089594 31 96 

1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2094081 2094146 31 96 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


96 gi 


an 


Rhod 
gi 


Oc 


Oc 
en 


ri 


Barto 
gi 


ne 


Barto 
gi 


ne 


Ne 


se 
te 


, 


2098618 2098683 31 96 gi 


ue 


se 
ia 


219878187 
al 
ri 

219878186 
ial sequence 2013915 20 
YP 

2198781 
Sp 

2198781 
2016867 20 


yp 
2198781 
2018337 20 


yp 
219878182 
ct 
219878181 


te 
219878180 


au 
219878178 


omonada 
219878167 


te. 


219878166 


219878165 
219878145 
2067059 20 


219878144 
2068593 20 


219878141 
219878139 
2074760 20 


219878133 
2084014 20 


219878130 
2088549 2089942 Ne 


219878126 


219878123 


Deltaproteobacteria; Myxococcales; 


19878205 
nce 
Myxococ 


19878204 
quence 


v 


sequ 
a; Rh 


enc 
odo 


153 
ada 
85 

153 
mon 
84 

182 
ada 
83 

197 
ada 


homon 


20 
hingo: 


homon 


homon 


equen 
eria; 


ce 
Rh 


20 
rales 


212 
c 


, 


20 
lobac 


227 
ter 


20257 


cea 


seque 
ria; 


nce 
Xan 


ence 


eria; Xa 


20 
thomo 


440 
nad 


685 


yclaceae 


700 


yclaceae 


ce 20 
ales; 


732 
Al 


762 
llaceae; 
854 
llaceae; 
vsk 
vskia. 


e 
Xan 


quenc 
ria; 


Myxoco 


Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref |NR_025325.1 
ceae; 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025323.1 
; Maricaulis 
NR_025322.1 


ceae 
ref 
ceae; Maricauli 
ref |NR_025321.1 
2019809 202123 
odobacterales; H 


ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref|NR_025306.1 
2040918 204243 
thomonadales; Xa 


ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


ref |NR_025304.1 
53 2045572 Luteim 
aceae; Luteimona 
ref|NR_025284.1 
; Th 
ref 


auera. 
NR_025283.1 
; Thauera. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


tonella. 
NR_025269.1 
amosa Bacter 


Bar 
ref 
iar 


ref|NR_025265.1 
2093069 209454 
thomonadales; Xa 


aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 


neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Hyphomonas. 


Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
s. 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Aeromonas popoffii 

nas popoffii Bacteria; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 
onas mephitis Bacteria; 
s. 

Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 
Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


ref |NR_025262.1 
2097632 209908 


Nitratireductor 
7 Nitratireductor 


aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Nitratireductor. 
348014 Bacteria_16S 
strain SW-47 16S 
Proteobacteria; Gammapro 
348014 Bacteria_16S 
pentaromativorans 
pentaromativorans 
Novosphingobium. 

348014 Bacteria_16S 
strain SW-46 16S 
Proteobacteria; Alphapro 
348014 Bacteria_16S 
strain AU2944 16S riboso 
Proteobacteria; Betaprot 
348014 Bacteria_16S 
strain ALC-2 16S 
Proteobacteria; Alphapro 
348014 Bacteria_16S 
strain H-8 16S ribosomal 
Proteobacteria; Alphapro 
348014 Bacteria_16S 
taiwanensis strain LS-29 
taiwanensis Bacteria; Ac 
Rubrobacteraceae; Rubrob 
348014 Bacteria_16S 
strain YKJ-103 16S ribos 
Proteobacteria; Gammapro 
348014 Bacteria_16S 
henchirensis strain TMB8 
henchirensis Bacteria; P 
348014 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 
348014 Bacteria_16S 
strain 7d 16S rib 


strain 
Bacter 


ria; 


348014 Bacteria_16S 
aminoxidans strai 
Bacteria; Proteob 
348014 Bacteria_16S 
indicus strain CI 
15286 Bacteria; T 
Thermodesulfatator. 
348014 Bacteria_16S 
hongkongensis str 
hongkongensis Bacteria; 
348014 Bacteria_16S 
mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 
348014 Bacteria_16S 
hydrogeniphilum s 
hydrogeniphilum Bacteria; 
Thermodesulfobacterium. 
348014 Bacteria_16S 
venustensis strai 
Bacteria; Proteobacteria; 
348014 Bacteria_16S 
strain ICPB 3636 
Proteobacteria; B 
348014 Bacteria_16S 
strain DSM 11853 
Proteobacteria; B 
348014 Bacteria_16S 
campinensis strai 
Bacteria; Proteobacteria; 
348014 Bacteria_16S 


teria; 


ia; 


2101686 2101751 31 
ribosomal RNA, 
teobacteria; Al 
2113800 2113865 31 


us6-1 


2118408 2118473 31 
ribosomal RNA, 
teobacteria; 
2122973 2123038 31 
mal RNA, partia 
eobacteria; 
2151686 2151751 31 
ribosomal RNA, 
teobacteria; 
2154611 2154676 31 
RNA, partial s 
teobacteria; 
2156107 2156172 31 
3 16S ribosomal 
tinobacteria; 
acter. 
2175927 2175992 31 
omal RNA, parti 
teobacteria; 
2178947 2179012 31 
34 16S 
roteobacteria; 
2184972 2185037 31 
n CB-226 16S ribosomal 
Proteobacteria; 


2221323 2221388 31 
osomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; Rh 
2222734 2222799 31 
n 14a 16S ribosomal RN 
acteria; Alphaproteoba 
2224266 2224331 31 
R29812 16S ribosomal R 
hermodesulfobacteria; 


2230420 2230485 31 
ain HKU1 16S ribosomal 

Proteobacteria; 
2256377 2256442 31 
ain 86FS1 16S ribosoma 
Proteobacteria; 


2262550 2262615 31 
train SL6 16S ribosoma 
Thermodesulfo 


2264090 2264155 31 
n IS04 16S ribosomal RNA, partial sequ 
Gammaproteoba 
2265655 2265720 31 
16S ribosomal RNA, par 
etaproteobacteria; Nei 
2274842 2274907 31 
16S ribosomal RNA, par 
etaproteobacteria; Bur 
2276376 2276441 31 
n WS2 16S ribosomal RNA, partial seque 
Betaproteobac 
2286997 2287062 31 


Proteobacte 


96 
sequence 
teromonadales; 
96 gi 


gi 
partial 


16S ribo 


96 
sequence 
hingomonadales; 
96 gi 
1 sequence 
kholderiales; 

96 
sequence 
hingomonadales; 
96 gi 
equence 
odospirillales; 
96 gi 


gi 
partial 
Sp 


B 
gi 


Bur 


partial 
Sp 


Rh 


Rubrobacteridae; 
96 

al sequence 
eudomonadales; 
96 gi 
1 RNA, partial s 


gi 
Ps 


ribosoma 


96 gi 


G 
96 gi 
quence 
izobiales; 
96 gi 
cteria; 
96 gi 
Thermodesulfobac 


96 gi 
RNA, partial se 
Betaproteobacte 
96 gi 
1 RNA, partial s 
Deltaproteobact 


96 gi 
1 RNA, partial s 
bacteria; Thermo 
96 gi 
cteria; 

96 


Oceanosp 
gi 


sseriales; Neiss 
96 gi 


Bu 
gi 


kholderiales; 
96 


Burkholde 
96 gi 


teria; 


2100672 21021 
Alt 


somal RNA, parti 
ria; Alphaproteo 


2117441 21188 


2121958 21233 
u 


2150729 21521 


2153652 21550 


RNA, partial se 


2174910 21764 
Mor 
Betaproteobacter 
RNA, partial se 
ammaproteobacter 
2220358 22217 


Xanth 


A, partial seque 
Rhizobia 


NA, partial sequ 


tial sequence 2264632 22660 


tial sequence 2273825 22753 


219878121 


eromonad 
219857659 
al sequenc 
bacteria; 


219857656 


Erythrobac 
219857653 


rk 
219857 


holderia 
634 


Erythrobac 
219857632 


Acetobacte 
219857631 
quence 
Rubrobacte 


219857616 


axellace 
219857614 
equence 

ia; Burkho 
219857609 
quence 

ia; Xantho 


219857585 


obacterace 
219857584 
nce 22217 
les; Xanth 
219857583 
ence 22232 
teriales; 
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348014 Bacteria_16S 2295999 2296064 31 96 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

348014 Bacteria_16S 2297465 2297530 31 96 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

348014 Bacteria_16S 2300430 2300495 31 96 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

348014 Bacteria_16S 2301896 2301961 31 96 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

348014 Bacteria_16S 2303445 2303510 31 96 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

348014 Bacteria_16S 2304996 2305061 31 96 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

348014 Bacteria_16S 2315642 2315707 31 96 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
strain KCTC 12005 16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

348014 Bacteria_16S 2318627 2318692 31 96 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
348014 Bacteria_16S 2320219 2320284 31 96 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

348014 Bacteria_16S 2330731 2330796 31 96 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

348014 Bacteria_16S 2333805 2333866 35 96 gi| 219857507 |ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

348014 Bacteria_16S 2350291 2350356 31 96 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

348014 Bacteria_16S 2351809 2351874 31 96 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

348014 Bacteria_16S 2353323 2353388 31 96 gi|219857492|ref|NR_025080.1| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
348014 Bacteria_16S 2354860 2354925 31 96 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
348014 Bacteria_16S 2385264 2385329 31 96 gi|219857470|ref|NR_025058.1| Burkholderia fungorum 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia fungorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

348014 Bacteria_16S 2386788 2386853 31 96 gi|219857469|ref|NR_025057.1| Burkholderia 
caledonica strain LMG 19076 16S ribosomal RNA, partial sequence 2385781 2387256 Burkholderia 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
348014 Bacteria_16S 2395894 2395959 31 96 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

348014 Bacteria_16S 2400414 2400479 31 96 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

348014 Bacteria_16S 2411160 2411225 31 96 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

348014 Bacteria_16S 2425081 2425146 31 96 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
348014 Bacteria_16S 2427993 2428058 31 96 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

348014 Bacteria_16S 2436986 2437051 31 96 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 


strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
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348014 Bacteria_16S 


2619196 2619261 31 96 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
bosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

2623715 2623780 31 96 gi| 219857249 |ref|NR_024879.1| Mesorhizobium amorphae 

16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
acteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

2625288 2625353 31 96 gi| 219857248 |ref|NR_024878.1| Rhodanobacter 
strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

2642079 2642128 31 80 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
6S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

2645196 2645261 31 96 gi|219857228|ref|NR_024856.1| Hydrogenophaga 

S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

2646740 2646805 31 96 gi|219857227|ref|NR_024855.1| Propionivibrio 

asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
ia; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 

2648260 2648325 31 96 gi|219857226|ref|NR_024854.1| Thiomicrospira 
DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
a; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 

2649745 2649810 31 96 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

2651248 2651313 31 96 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 

RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
a; Rhodocyclales; Rhodocyclaceae; Azospira. 

2652777 2652842 31 96 gi|219857223|ref|NR_024851.1]| Azoarcus indigens 
ibosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2654263 2654328 31 96 gi|219857222|ref|NR_024850.1| Azoarcus communis 
ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

2675246 2675311 31 96 gi|219857206|ref|NR_024834.1| Thiobacter 
in C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
acteria; Betaproteobacteria; Thiobacter. 

2676710 2676775 31 96 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
ibosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
psilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

2695987 2696052 31 96 gi|219857191|ref|NR_024819.1| Saccharibacter 
S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 

2709682 2709747 31 96 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
ibosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

2714064 2714129 31 96 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
eltaproteobacteria; Myxococcales; Enhygromyxa. 

2715584 2715649 31 96 gi|219857178|ref|NR_024806.1| Psychrobacter 
in MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

2718662 2718727 31 96 gi|219857176|ref|NR_024804.1| Herbaspirillum 
strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

2730893 2730958 31 96 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
eltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

2741251 2741316 31 96 gi|219857160|ref|NR_024788.1| Agarivorans albus 
S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

2744267 2744332 31 96 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
osomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

2749969 2750034 31 96 gi|219857154|ref|NR_024782.1| Diaphorobacter 


nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Diaphorobacter. 


2748935 275045 


5 Diaphorobacter 


348014 Bacteria_16S 2762045 2762110 31 
strain Yo-3 16S ribosomal RNA, partial 
348014 Bacteria_16S 2781703 2781768 31 
strain EJ2M-B 16S 


348014 Bacteria_16S 2810286 2810351 31 
S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
348014 Bacteria_16S 2825332 2825397 31 
strain 71 16S ribosomal RNA, partial sequ 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


348014 Bacteria_16S 2836022 2836087 31 


96 


sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


96 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


96 


gi]219857145 
2761077 27624 
Acetobacte 
gi|219857129 
2780730 27821 
Thiotrichacea 
gi|]219857110 


2809318 2810728 Asaia 


96 
ence 


96 


Acetobacteraceae; Asaia. 


gi| 219856907 
2824364 28257 
Acetobacte 


gi| 219856900 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 


Bacteria; 
348014 Bacteria_16S 
strain IAM 12409 


Proteobacteria; Betaproteobacte 
2848225 2848290 31 


348014 Bacteria_16S 2851347 2851412 31 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 


hibiscicola Bacteria; 
Pseudomonas. 
348014 Bacteria_16S 
strain ATCC 19374 
Bacteria; Proteobacteria; Gammaproteobact 
348014 Bacteria_16S 2857595 2857660 31 
strain ATCC 33616 
Bacteria; Proteobacteria; Gammaproteobact 
348014 Bacteria_16S 2860634 2860699 31 
carboxydohydrogena strain DSM 1083 16S 
carboxydohydrogena Bacteria; 
348014 Bacteria_16S 2862201 2862266 31 


2852916 2852981 31 


lanceolatus strain ATCC 14669 16S ribosomal RNA, partial 
Proteobacteria; Betaproteobacteria; 


lanceolatus Bacteria; 


348014 Bacteria_16S 2863736 2863801 31 


ria; 


96 


96 


96 


16S ribosomal RNA, partial sequence 
Xanthomonadales; X 


eria; 


96 


16S ribosomal RNA, partial sequence 
Xanthomonadales; X 


eria; 


96 


96 


96 


Burkholderiales; 


Bu 


gi|219856892 


16S ribosomal RNA, partial sequence 2847193 28487 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Comamonadace 
gi| 219856890 
sequence 
Pseudo: 


219856889 
28518 


gi 


219856886 
28565 


gi 


gi|219856884 


ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


219856883 

sequence 
Burkhol 

219856882 


gi 


gi 


strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


348014 Bacteria_16S 
echinoides strain 
echinoides Bacteria; 
Sphingomonas. 
348014 Bacteria_16S 
huttiense strain 
huttiense Bacteria; 
Herbaspirillum. 
348014 Bacteria_16S 


2865254 2865319 31 


2868373 2868438 31 
Proteobacteria; 


2885541 2885606 31 


oligophenolica 16S ribosomal RNA, partial sequence 
Sphingomonadales; 


Proteobacteria; Alphaproteobacteria; 
348014 Bacteria_16S 2919019 2919084 31 


96 


96 


ATCC 14670 16S ribosomal RNA, partial 
Betaproteobacteria; Burkholde 


96 


96 


gi| 219856881 


ATCC 14820 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Sphingo 


219856879 
sequence 


gi 


gi| 219856866 
2884576 28858 
Sphingomon 


gi|219856844 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 


thermoluteolus Bacteria; 
Hydrogenophilus. 
348014 Bacteria_16S 
japonensis strain 
Bacteria; Proteobacteria; Gammaproteobact 
348014 Bacteria_16S 2929514 2929579 31 
strain IFO 13613 


Proteobacteria; 


2923637 2923702 31 


Betaproteobacteria; 


96 


12-3 16S ribosomal RNA, partial sequence 
Xanthomonadales; X 


eria; 


96 


Hydr 


219856841 
29226 


gi 


gi| 219856837 


16S ribosomal RNA, partial sequence 2928528 29299 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 


348014 Bacteria_16S 2937027 2937092 31 
multivorum strain AIU 301 16S ribosomal R 


96 
NA, 


gi| 219856832 


complete sequence 


multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodosp 
Acidiphilium. 

348014 Bacteria_16S 2965755 2965820 31 96 gi| 219856812 
strain S37 16S ribosomal RNA, partial sequence 2964771 29662 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
348014 Bacteria_16S 2994697 2994762 31 96 gi| 219846927 


larrymoorei strain AF3.10 16S ribosomal 


larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhizobium/Agrobacterium group; Agrobacter 
348014 Bacteria_16S 2997800 2997865 31 


ium. 


96 


RNA, partial sequence 


Rhizob 


monadales; 


monadales; 


ref|NR_024773.1 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


raceae; Kozakia. 
ref|NR_024757.1 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


e; Thiothrix. 
ref |NR_024738.1 
siamensis Bacte 


ref |NR_024728.1 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


raceae; Asaia. 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
ref|NR_024711.1 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


ae; Delftia. 

ref |NR_024709.1 
2850317 285183 

Pseud 


ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_024701.1 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 

monas cissicola 
Xanthomonas. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 
Curvibacter 

8 Curvibacter 

nadaceae; Curvibacter. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


aceae; Pseudomon 
ref|NR_024700.1 
2864276 286573 
Sphin 


NR_024698.1 
2867356 286884 
riales; Oxalobac 


ref |NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024663.1 

2918000 291946 
ogenophilales; H 


ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref |NR_024656.1 
56 Terasakiella 
e; Terasakiella. 
ref|NR_024651.1 

2936039 293748 
irillales; Aceto 


ref|NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref|NR_026519.1 

2993732 299516 
iales; Rhizobiac 


gi|219846925 


ref|NR_026517.1 


as. 

Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Herbaspirillum 
5 Herbaspirillum 


teraceae; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Hydrogenophilus 

0 Hydrogenophilus 

ydrogenophilaceae; 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Terasakiella pusilla 


pusilla Bacteria; 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 

Agrobacterium 
8 Agrobacterium 
eae; 


Acidithiobacillus 


caldus strain KU 16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 


348014 Bacteria_16S 3003985 3004050 31 96 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
348014 Bacteria_16S 3005495 3005560 31 96 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

348014 Bacteria_16S 3014526 3014591 31 96 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

348014 Bacteria_16S 3017601 3017662 35 96 gi|219846912|ref|NR_026504.1| Orenia salinaria 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

348014 Bacteria_16S 3026487 3026552 31 96 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
348014 Bacteria_16S 3052451 3052516 31 96 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

348014 Bacteria_16S 3054015 3054080 31 96 gi|219846886|ref|NR_026478.1| Formivibrio citricus 
strain CreCitl 16S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 

348014 Bacteria_16S 3055561 3055626 31 96 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 

348014 Bacteria_16S 3057072 3057137 31 96 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

348014 Bacteria_16S 3058612 3058677 31 96 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

348014 Bacteria_16S 3060111 3060176 31 96 gi|219846882|ref|NR_026474.1| Thauera selenatis 
strain AX39 16S ribosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

348014 Bacteria_16S 3061652 3061717 31 96 gi| 219846881 |ref|NR_026473.1| Thauera 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
348014 Bacteria_16S 3071989 3072054 31 96 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

348014 Bacteria_16S 3074950 3075015 31 96 gi|219846872|ref|NR_026464.1| Ferribacterium 
limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 

348014 Bacteria_16S 3076453 3076518 31 96 gi|219846871|ref|NR_026463.1| Rhizobium undicola 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
348014 Bacteria_16S 3078008 3078073 31 96 gi|219846870|ref|NR_026462.1| Burkholderia 
caribensis strain MWAP64 16S ribosomal RNA, partial sequence 3076975 3078406 Burkholderia 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
348014 Bacteria_16S 3079497 3079562 31 96 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

348014 Bacteria_16S 3082649 3082714 31 96 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 

348014 Bacteria_16S 3096121 3096186 31 96 gi|219846858|ref|NR_026450.1| Ruminobacter 
amylophilus strain H 18 16S ribosomal RNA, partial sequence 3095079 3096617 Ruminobacter amylophilus 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; Ruminobacter. 

348014 Bacteria_16S 3106589 3106654 31 96 gi| 219846851 |ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

348014 Bacteria_16S 3114075 3114140 31 96 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
strain DSM 12081 16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

348014 Bacteria_16S 3118667 3118732 31 96 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
348014 Bacteria_16S 3124708 3124773 31 96 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

348014 Bacteria_16S 3126197 3126262 31 
methylovorum strain DSM 
methylovorum Bacteria; 
Hyphomicrobium. 
348014 Bacteria_16S 3127666 3127731 31 96 gi| 219846837 |ref 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
348014 Bacteria_16S 3129154 3129219 31 96 gi|219846836|ref|NR_026428.1| Hyphomicrobium 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
348014 Bacteria_16S 3132065 3132130 31 
plurifarium strain LMG 1 
plurifarium Bacteria; 
Mesorhizobium. 
348014 Bacteria_16S 3136591 3136656 31 
sulfexigens strain SB164P1 16S 
sulfexigens Bacteria; 
Desulfocapsa. 
348014 Bacteria_16S 3147115 3147180 31 
DSM 11303 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
348014 Bacteria_16S 3151702 3151767 31 96 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
348014 Bacteria_16S 
thiophila strain 
Bacteria; 


96 gi| 219846838 
5458 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


ref |NR_026430.1| Hyphomicrobium 
125234 3126653 Hyphomicrobium 


Rhizobiales; Hyphomicrobiaceae; 


Ww 


NR_026429.1| Hyphomicrobium 
126704 3128141 Hyphomicrobium 


96 gi| 219846834 |ref 
1892 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


NR_026426.1| Mesorhizobium 
131100 3132536 Mesorhizobium 
Rhizobiales; Phyllobacteriaceae; 


Ww 


96 gi|219846831|ref 
ribosomal RNA, partial sequence 3 
Proteobacteria; Deltaproteobacteria; 


NR_026423.1| Desulfocapsa 
135552 3137033 Desulfocapsa 
Desulfobacterales; Desulfobulbaceae; 


96 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 


3146120 3147591 Deinococcus murrayi Bacteria; 


3161018 3161083 31 96 gi 
NZ27 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


219846815|ref|NR_026407.1| Desulfuromonas 
3159980 3161460 Desulfuromonas thiophila 
Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 


348014 Bacteria_16S 


radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 
Deinococci; 


radiophilus Bacteria; 
348014 Bacteria_16S 


3166989 3167054 31 


Deinococcus-Thermus; 
3168506 3168571 31 


96 


96 


gi| 219846810 


gi|219846809 


Deinococcales; 


ref|NR_026402.1 
165996 316746 


Deinococcac 


Ww 


ref 


Deinococcus 
5 Deinococcus 
eae; Deinococcus. 
Deinococcus 


NR_026401.1 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
348014 Bacteria_16S 3170022 3170087 31 96 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
348014 Bacteria_16S 3171539 3171604 31 96 gi| 219846807 |ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
348014 Bacteria_16S 3182160 3182225 31 96 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

348014 Bacteria_16S 3183712 3183777 31 96 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

348014 Bacteria_16S 3185264 3185329 31 96 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

348014 Bacteria_16S 3186816 3186881 31 96 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

348014 Bacteria_16S 3188368 3188433 31 96 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 
348014 Bacteria_16S 3189920 3189985 31 96 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

348014 Bacteria_16S 3191472 3191537 31 96 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

348014 Bacteria_16S 3193024 3193089 31 96 gi|219846793|ref|NR_026385.1| Xanthomonas 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

348014 Bacteria_16S 3194574 3194639 31 96 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


Ww 


Ww 


gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 


pisi 


348014 Bacteria_16S 
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Proteobacteria; G 
348014 Bacteria_16S 

sibiricus strain RB16- 
sibiricus Bacteri 
Sandaracinobacter 
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thomonad 
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ref |NR_026383.1 


acea 
ref 


e; 
NR_026382.1 
196654 319807 
ales; 


Ww 


ref|NR_026381.1 


Sphing 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomon 


as. 
Sandaracinobacter 

0 Sandaracinobacter 

omonadaceae; 
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Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 
348014 Bacteria_16S 3223185 3223250 31 96 gi|219846772|ref|NR_026364.1| Janthinobacterium 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 3222170 3223638 Janthinobacterium 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Janthinobacterium. 

348014 Bacteria_16S 3238427 3238492 31 96 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 

348014 Bacteria_16S 3239924 3239989 31 96 gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

348014 Bacteria_16S 3262384 3262449 31 96 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

348014 Bacteria_16S 3263907 3263972 31 96 gi|219846745|ref|NR_026337.1| Pedomicrobium 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
348014 Bacteria_16S 3289666 3289731 31 96 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

348014 Bacteria_16S 3291191 3291256 31 96 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

348014 Bacteria_16S 3292743 3292808 31 96 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

348014 Bacteria_16S 3294295 3294360 31 96 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

348014 Bacteria_16S 3295845 3295910 31 96 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

348014 Bacteria_16S 3300408 3300473 31 96 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

348014 Bacteria_16S 3308113 3308178 31 96 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

348014 Bacteria_16S 3309575 3309640 31 96 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

348014 Bacteria_16S 3312524 3312589 31 96 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 
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348014 Bacteria_16S 3591656 3591721 31 96 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

348014 Bacteria_16S 3603961 3604026 31 96 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 

348014 Bacteria_16S 3612974 3613039 31 96 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

348014 Bacteria_16S 3627829 3627894 31 96 gi|219846487|ref|NR_026079.1| Neisseria gonorrhoeae 
strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

348014 Bacteria_16S 3631002 3631067 31 96 gi|219846485|ref|NR_026077.1| Geobacter pelophilus 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 3631435 Geobacter pelophilus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

348014 Bacteria_16S 3632527 3632592 31 96 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
strain Dfrl 16S ribosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

348014 Bacteria_16S 3633987 3634052 31 96 gi| 219846483 |ref|NR_026075.1| Anaerobiospirillum 
succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

348014 Bacteria_16S 3646207 3646272 31 96 gi|219846474|ref|NR_026066.1| Rhizobium mongolense 


strain USDA 1844 


Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


348014 Bacteria_16S 


strain H152 16S r 


Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 


strain IC079 16S 
Proteobacteria; 


strain CNS 2-75 1 


Proteobacteria; Alphaproteobacteria; Rh 
348014 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, 


Bacteria; Proteob 


348014 Bacteria_16S 


fusiformis strain 
Bacteria; Verruco 


348014 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


348014 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


348014 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


348014 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


348014 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; B 


348014 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


348014 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


348014 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


G 
348014 Bacteria_16S 


16S ribosomal RNA, par 
izobiales; Rhizobi 
3655383 3655448 31 96 gi 
ain Benl03 16S ribosomal RNA, partial 


teria; Proteobacteria; Alphaproteobact 


se 
er 


3656862 3656927 31 96 
ibosomal RNA, partial sequence 


gi 


izobiales; Brucell 
3693433 3693498 31 96 gi 
partial sequence 
acteria; Gammaproteobacteria; Methyloc 
3705376 3705441 31 96 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3708413 3708478 31 96 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3709932 3709997 31 96 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3718882 3718947 31 96 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


oc 


ce 
ro. 


en 
ro. 


e 
ro. 


a; 


3762107 3762172 31 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3770991 3771056 31 96 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3773973 3774038 31 96 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3777066 3777131 31 96 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 


96 gi 


, 


rk 


en 


nc 
ob 


tial sequence 3645244 36466 


aceae; R 


219846468 


quence 
ia; Rhod 


219846467 
3655877 36573 


aceae; O 


219846442 


36924 
cales; M 


219846433 


37043 
biales; 


219846431 


ce 37073 
biales; 


219846430 


37089 
biales; 


219846424 
eq 


uence 
Chromat 


219846391 
3761076 37625 


Geobacte 


219846384 
3769978 37714 


holderia 


219846382 


ce 37729 


omonadales 
219846379 


e 37759 
acterale 


3789067 3789132 31 96 gi 


219846371 
3788062 3789489 Ehrlichia muris Bacteria; 


Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 


hizobium/Agrobac 
NR_026060.1 
3654403 365582 
terales; fe) 


ref|NR_026059.1 


chrobactrum. 
ref|NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_026015.1 
3717841 371934 
iales; Halothiob 


ref |NR_025982.1 


race 
ref 


ae; Geobacte 
NR_025975.1 
ceae; Ralstonia 
ref|NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Amaricoccus 

6 Amaricoccus 

dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


izobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
3661549 3661614 31 96 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 
3684286 3684351 31 96 gi| 219846448 |ref|NR_026039.1| Ochrobactrum anthropi 
6S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


ca 
Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


ref |NR_025962.1 


Ehrlichia muris strain 
Proteobacteria; 


348014 Bacteria_16S 3795109 3795174 31 
strain 34-P 16S ribosomal RNA, partial 
Proteobacteria; 


348014 Bacteria_16S 3801118 3801183 31 


strain UPM-Ca7 16S ribosomal RNA, partial sequence 


96 


sequence 
Betaproteobacteria; Burkholderiales; 


96 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


348014 Bacteria_16S 
strain 18323 16S 
Proteobacteria; 

348014 Bacteria_16S 3805702 3805767 31 
parapertussis strain 522 16S ribosomal 
parapertussis Bacteria; Proteobacteria; 
348014 Bacteria_16S 3807216 3807281 31 


3804188 3804253 31 
ribosomal RNA, partial 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial 


bronchiseptica Bacteria; Proteobacteria; 
348014 Bacteria_16S 3813368 3813433 31 
allosaccharophila strain CECT 4199 16S 
allosaccharophila Bacteria; 
Aeromonas. 
348014 Bacteria_16S 3816441 3816506 31 
hydrothermalis strain R3 16S ribosomal 
hydrothermalis Bacteria; 
Halothiobacillus. 
348014 Bacteria_16S 3839140 3839205 31 
pelophila strain 4B 16S ribosomal RNA, 
Bacteria; Proteobacteria; 
348014 Bacteria_16S 3843717 3843782 31 


Proteobacteria; 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 
Flavobacteria; 


hibernum Bacteria; Bacteroidetes; 
348014 Bacteria_16S 
strain CDC 8142 1 
Proteobacteria; 
348014 Bacteria_16S 


3875614 3875679 31 


3886481 3886546 31 


metallireducens strain GS-15 16S ribosomal RNA, partial 
Proteobacteria; 


metallireducens Bacteria; 
Geobacter. 
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348014 Bacteria_16S 
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96 
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39429 


ref 


gi 


75 Mesorhizobium 
Mesorhizobium. 
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Acidiphilium angustum 


3947368 3948780 Acidiphilium angustum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


348014 Bacteria_16S 3949796 3949861 31 96 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
strain 101 16S ribosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

348014 Bacteria_16S 3963345 3963410 31 96 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

348014 Bacteria_16S 3964854 3964919 31 96 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 

348014 Bacteria_16S 3966310 3966375 31 96 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

348014 Bacteria_16S 3967826 3967891 31 96 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

348014 Bacteria_16S 3969328 3969393 31 96 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
348014 Bacteria_16S 3970777 3970842 31 96 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
348014 Bacteria_16S 3972200 3972265 31 96 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
348014 Bacteria_16S 3973701 3973766 31 96 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

348014 Bacteria_16S 3975157 3975222 31 96 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

348014 Bacteria_16S 3976571 3976636 31 96 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

348014 Bacteria_16S 3978057 3978122 31 96 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

348014 Bacteria_16S 3980722 3980787 31 96 gi|219846238|ref|NR_025828.1| Rhizobium galegae 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
348014 Bacteria_16S 3995611 3995676 31 96 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

348014 Bacteria_16S 3997102 3997167 31 96 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

348014 Bacteria_16S 3998596 3998661 31 96 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

348014 Bacteria_16S 4000097 4000162 31 96 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

348014 Bacteria_16S 4001520 4001585 31 96 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

348014 Bacteria_16S 4009097 4009162 31 96 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

348014 Bacteria_16S 4019651 4019716 31 96 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

348014 Bacteria_16S 4021197 4021262 31 96 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

348014 Bacteria_16S 4022740 4022805 31 96 gi|219846208|ref|NR_025798.1| Psychrobacter 
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348014 Bacteria_16S 4154840 4154901 35 96 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

348014 Bacteria_16S 4156406 4156467 35 96 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

348014 Bacteria_16S 4159537 4159598 35 96 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

348014 Bacteria_16S 4165692 4165757 31 96 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

348014 Bacteria_16S 4170171 4170236 31 96 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

348014 Bacteria_16S 4176354 4176419 31 96 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

348014 Bacteria_16S 4177839 4177904 31 96 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
348014 Bacteria_16S 4188541 4188606 31 96 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

348014 Bacteria_16S 4191631 4191696 31 96 gi| 219846081 |ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

348014 Bacteria_16S 4194681 4194746 31 96 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

348014 Bacteria_16S 4206615 4206680 31 96 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

348014 Bacteria_16S 4223371 4223436 31 96 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

348014 Bacteria_16S 4239983 4240048 31 96 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
348014 Bacteria_16S 4241442 4241507 31 96 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
348014 Bacteria_16S 122411 122471 31 91 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
348014 Bacteria_16S 2661741 2661801 31 91 gi| 219857216 |ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

348014 Bacteria_16S 529738 529801 33 96 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

348014 Bacteria_16S 884215 884280 31 96 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

348014 Bacteria_16S 1050163 1050222 37 96 gi| 265678345 |ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

348014 Bacteria_16S 2088083 2088142 37 96 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 

348014 Bacteria_16S 2536811 2536876 31 96 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

348014 Bacteria_16S 2588292 2588355 35 98 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

348014 Bacteria_16S 3418874 3418933 31 90 gi|219846632|ref|NR_026224.1| Gluconobacter 


frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 


3417892 341936 


7 Gluconobacter 


frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconobacter. 


348014 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


348014 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


348014 Bacteria_16S 


strain 173-96 16S 


3772498 3772557 31 90 gi| 219846383 |ref|NR_025974.1 
train H2 16S ribosomal RNA, partial sequence 3771473 377289 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
3889609 3889674 31 96 gi| 219846302 |ref|NR_025892.1 
ribosomal RNA, partial sequence 3888563 38900 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
560272 560322 31 81 gi|265678679|ref|NR_028984.1 
ribosomal RNA, partial sequence 559287 56077 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
726863 726929 35 101 gi|265678564|ref|NR_028868.1 


348014 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


348014 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


348014 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


348014 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


348014 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


348014 Bacteria_16S 


limnaeus strain A 
Bacteria; Proteob 


348014 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


348014 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


348014 Bacteria_16S 


cyanea strain NA1 
Bacteria; Actinob 


Saccharomonospora. 
348014 Bacteria_16S 


azurea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


348014 Bacteria_16S 


strain icterohaem 
Bacteria; Spiroch 


348014 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


348014 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


348014 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


348014 Bacteria_16S 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


348014 Bacteria_16S 


strain M069 16S r 
Actinobacteria; A 


348014 Bacteria_16S 


succinivorans str 
succinivorans Bac 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
979628 979678 31 81 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1338673 1338723 31 81 gi 
ain CH34 16S ribosomal RNA, partial se 


ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
3579326 3579391 31 96 gi 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1008 1069 35 96 gi 
34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2547 2608 35 96 gi 
28 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
15997 16062 31 96 gi 
orrhagiae RGA 16S ribosomal RNA, parti 
aetes; Spirochaetales; Leptospiraceae; 
22154 22215 35 96 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
29824 29885 35 96 gi 
in LA 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Lactobacillales; Lac 
34438 34499 35 96 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
43298 43359 35 96 gi 
strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 
Nocardiopsis. 

46313 46374 35 96 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
70675 70736 35 96 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 


gi 


348014 Bacteria_16S 


72189 72250 35 96 gi 


21157 


45374 


725825 72731 
Succinisp 


265678391 


978631 98004 
rospiracea 


228721484 
quence 


4 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
1347952 1348002 31 81 gi|228720860|ref|NR_027598.1 
in MPOB 16S ribosomal RNA, partial sequence 1346912 134839 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobactera 
eae; Syntrophobacter. 
1359944 1360006 34 96 gi|228720024|ref|NR_027587.1 
ain E264 16S ribosomal RNA, partial sequence 1358923 136041 
4 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
udomallei group. 
1905031 1905096 31 96 gi|219878260|ref|NR_025399.1 
26 16S ribosomal RNA, partial sequence 1904081 1905405 Thioal 
acteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioa 
2560653 2560703 31 81 gi|219857337|ref|NR_024925.1 


2559665 25611 


ae; Aminob 
219846523 
sequence 
a; Rhizobi 
265679063 
Hi 
ales; Pseu 


265679062 
1539 
ales; Pseu 
265679053 
al sequenc 
Leptospir 
265679049 
22626 
Propionis 
265679044 
uence 
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265679041 
33436 
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265679035 
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idae; Acti 


265679033 
46777 
nebacterin 
265679017 
quence 

diales; Ve 
265679016 


sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Pseudonocardia. 


9 Succinispira 
ira. 
ref 


NR_028693.1 


e; Lewinella. 
ref|NR_027607.1 
1337638 133913 


acterium. 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref |NR_029371.1 

1489 Saccha 
donocardineae; P 


ref |NR_029370.1 
3029 Saccha 
donocardineae; P 


ref |NR_029361.1 
e 15032 16427 
a. 
ref |NR_029357.1 
Propionispira 
pira. 
ref |NR_029352.1 
28769 30312 
eae; Lactobacill 
ref |NR_029349.1 
34786 Atopob 
ae; Coriobacteri 
ref |NR_029343.1 
equence 42294 
nomycetales; Str 
ref |NR_029341.1 
Mycobacterium 
eae; Mycobacteri 
ref |NR_029325.1 
69637 71125 
illonellaceae; §S 


Geobacter 
0 Geobacter 
Geobacteraceae; 


, 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Succinispira mobilis 


mobilis Bacteria; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Thioalkalicoccus 

kalicoccus limnaeus 

lkalicoccus. 
Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Leptospira interrogans 
Leptospira interrogans 


Propionispira arboris 
arboris Bacteria; 


Lactobacillus 
Lactobacillus 
us. 

Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 

Nocardiopsis 

43754 Nocardiopsis 
eptosporangineae; 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Schwartzia 
Schwartzia 
chwartzia. 


ref|NR_029324.1 
71176 72680 


Pseudonocardia 
Pseudonocardia 


348014 Bacteria_16S 
asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 
348014 Bacteria_16S 
dassonvillei subs 


Actinomycetales; 


348014 Bacteria_16S 
strain Z-7937 16S 
Clost 
348014 Bacteria_16S 


Firmicutes; 


strain IMMIB D-13 


Bacteria; Actinob 


Tsukamurella. 


348014 Bacteria_16S 
arabaticum strain 
arabaticum Bacter 
348014 Bacteria_16S 
conspicuum strain 
conspicuum Bacter 


Mycobacteriaceae; 


348014 Bacteria_16S 
vanbaalenii strai 
vanbaalenii Bacte 


Mycobacteriaceae; 


348014 Bacteria_16S 


strain BAL-1 16S 


Chrysiogenetes; C 
348014 Bacteria_16S 
strain PCL 16S ri 


Fusobacteria. 


348014 Bacteria_16S 


strain 22 16S rib 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 
348014 Bacteria_16S 204724 204785 35 96 gi| 265678927 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomace 
348014 Bacteria_16S 221665 221726 35 96 gi| 265678915 
genavense strain 2289 16S ribosomal RNA, partial sequence 22065 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

348014 Bacteria_16S 226146 226207 35 96 gi| 265678912 
strain 2502 16S ribosomal RNA, partial sequence 225125 22658 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
348014 Bacteria_16S 227653 227714 35 96 gi| 265678911 
aichiense strain 49005 16S ribosomal RNA, partial sequence 22663 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

348014 Bacteria_16S 229159 229220 35 96 gi| 265678910 


strain 47001 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 


strain 358 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 


modestum strain G 
modestum Bacteria 


348014 Bacteria_16S 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


348014 Bacteria_16S 
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coprophilus Bacte 
Rhodococcus. 


348014 Bacteria_16S 
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229646 23110 


complete seq 
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262638 262687 32 81 gi| 265678885 
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Rubrobacter. 
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265678900 
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NR_029217.1 
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NR_029216.1 
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0 
a 
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NR_029189.1 


UL 


e 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Nocardiopsis 


nce 84580 86040 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

91554 91615 35 96 gi| 265679002 |ref|NR_029310.1| Natroniella acetigena 
ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

103966 104027 35 96 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
21 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 

107029 107090 35 96 gi| 265678991 |ref|NR_029299.1| Acetohalobium 

Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
108486 108547 35 96 gi|265678990|ref|NR_029298.1| Mycobacterium 
3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

116233 116294 35 96 gi| 265678985 |ref|NR_029293.1| Mycobacterium 
n PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

131411 131476 31 96 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
hrysiogenales; Chrysiogenaceae; Chrysiogenes. 

149527 149588 35 96 gi| 265678963 |ref|NR_029271.1| Clostridium rectum 


5 Clostridium rectum Bacteria; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Dictyoglomus 
Dictyoglomus 
Mycobacterium 

cterium genavense 

ycobacteriaceae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Propionigenium 
Propionigenium 
m. 
Mycobacterium 
Mycobacterium 
bacterineae; 


Rhodococcus 
Rhodococcus 
cterineae; Nocardiaceae; 


Rubrobacter 
Rubrobacter 
cterineae; 


Kutzneria viridogrisea 


strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 


348014 Bacteria_16S 267216 267281 31 96 gi| 265678882 |ref|NR_029188.1 
strain OXB 16S ribosomal RNA, partial sequence 266185 26767 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacte 
348014 Bacteria_16S 268692 268753 35 96 gi| 265678881 |ref|NR_029187.1 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 
348014 Bacteria_16S 276293 276358 31 96 gi|265678876|ref|NR_029182.1 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
348014 Bacteria_16S 296068 296133 31 96 gi| 265678863 |ref|NR_029169.1 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
348014 Bacteria_16S 297623 297684 35 96 gi|265678862|ref|NR_029168.1 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
348014 Bacteria_16S 305094 305155 35 96 gi| 265678857 |ref|NR_029163.1 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 30558 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
348014 Bacteria_16S 306647 306708 35 96 gi| 265678856 |ref|NR_029162.1 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsi 
348014 Bacteria_16S 315786 315847 35 96 gi|265678850|ref|NR_029155.1 
strain 2678 16S ribosomal RNA, partial sequence 314818 31623 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
group. 
348014 Bacteria_16S 317250 317311 35 96 gi| 265678849 |ref|NR_029154.1 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Ricket 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 
348014 Bacteria_16S 323346 323407 35 96 gi| 265678845 |ref|NR_029150.1 
strain H168 16S ribosomal RNA, complete sequence 322285 32381 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
348014 Bacteria_16S 331018 331079 35 96 gi|265678840|ref|NR_029145.1 
strain CC-1 16S ribosomal RNA, partial sequence 329993 33159 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 
348014 Bacteria_16S 334233 334294 35 96 gi| 265678838 |ref|NR_029143.1 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 
348014 Bacteria_16S 368641 368702 35 96 gi|265678809|ref|NR_029114.1 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 
348014 Bacteria_16S 380784 380845 35 96 gi|265678801|ref|NR_029106.1 
delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 
Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; 
Lactobacillus. 
348014 Bacteria_16S 382287 382348 35 96 gi|265678800|ref|NR_029105.1 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
Parvibaculum. 
348014 Bacteria_16S 396093 396154 35 96 gi|265678791|ref|NR_029096.1 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 
348014 Bacteria_16S 399123 399184 35 96 gi| 265678789 |ref|NR_029094.1 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Nocardiaceae; Nocardia. 
348014 Bacteria_16S 403798 403859 35 96 gi| 265678786 |ref|NR_029091.1 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Streptomyces. 
348014 Bacteria_16S 405338 405399 35 96 gi|265678785|ref|NR_029090.1 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 
348014 Bacteria_16S 409954 410015 35 96 gi|265678782|ref|NR_029087.1 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetacea 


e; Streptomyces. 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


1S, 
Actinomadura cremea 
269132 Actinomadura 
les; 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Mycobacterium terrae 
terrae Bacteria; 

aceae; Mycobacterium. 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Neorickettsia risticii 
risticii Bacteria; 
a. 

Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 


Rickettsia akari 
tsia akari Bacteria; 


Rickettsia; spotted 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Streptomyces 
Streptomyces 
omycineae; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Tenuibacillus 
acillus multivorans 


Nocardia 
399618 Nocardia 
ynebacterineae; 


Streptomyces 
Streptomyces 


cineae; 


Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Streptomy 


Streptomyces 
Streptomyces 
cineae; 


348014 Bacteria_16S 
kalixensis strain 
kalixensis Bacteria; 
348014 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Actinosynnemataceae; 
348014 Bacteria_16S 
mediterranei stra 
mediterranei Bact 
Pseudonocardiaceae; 
348014 Bacteria_16S 
strain YIM 31530 


348014 Bacteria_16S 
strain A10 16S ri 


414787 414848 35 


Kx127A2 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
450177 450238 35 


Saccharothrix. 
460866 460927 35 


Amycolatopsis. 
462394 462455 35 


469905 469966 35 


96 


complete s 


96 


96 


96 


96 


bosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
348014 Bacteria_16S 
brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 
348014 Bacteria_16S 
boenickei strain 
Bacteria; Actinob 
Mycobacterium. 
348014 Bacteria_16S 
australiensis str 
australiensis Bac 
Quatrionicoccus. 

348014 Bacteria_16S 
antarctica strain 
antarctica Bacter 
Pseudonocardiacea 
348014 Bacteria_16S 
caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 
348014 Bacteria_16S 
benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 
348014 Bacteria_16S 
strain FI-0169 16 


Mycobacterium avium 
348014 Bacteria_16S 
strain K1l1 16S ri 
Proteobacteria; B 
348014 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 
348014 Bacteria_16S 
IMMIB R-145 16S r 


complex (MAC). 
534266 534331 31 


538873 538934 35 


544925 544986 35 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


96 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 


96 


96 


ibosomal RNA, partial sequence 


ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


gi| 265678778 |ref|NR_029083.1| Lactobacillus 
equence 413724 415278 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
gi| 265678755 |ref|NR_029060.1| Saccharothrix 
al sequence 449186 450615 Saccharothrix 
e; Actinomycetales; Pseudonocardineae; 
gi|265678744|ref|NR_029049.1| Amycolatopsis 
quence 459859 461323 Amycolatopsis 
; Actinomycetales; Pseudonocardineae; 
gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
4 Kribbella antibiotica Bacteria; 
ionibacterineae; Nocardioidaceae; Kribbella. 
gi| 265678738 |ref|NR_029043.1| Actinomadura latina 


468944 47039 


530243 53169 


gi 


533233 53475 


gi 


train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 


gi 


543951 54542 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


348014 Bacteria_16S 
strain TMAO3 16S 

Firmicutes; Clost 
348014 Bacteria_16S 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae; 
348014 Bacteria_16S 
daecheongense str 
daecheongense Bac 
Chryseobacterium. 
348014 Bacteria_16S 
strain ID131577 1 
Actinobacteria; 
348014 Bacteria_16S 


teria; 


Rubrobacteridae; 


549550 549611 35 


554125 554186 35 


566401 566450 31 


Bacteroidetes; 


567903 567964 35 


581347 581408 35 


96 


ribosomal RNA, partial sequence 
ridia; 


96 


80 


96 


96 


gi 


548509 55004 
Clostridiales; Veillonellaceae; 


gi 


in CBS 101.34 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 


gi 


ain CPW406 16S ribosomal RNA, partial 
Flavobacteria; 


FE 


gi 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


Cc 
gi 


nebacterin 


265678696 


265678693 
sequence 
dae; Actin 


265678689 


nebacterin 
265678686 


Sporomusa 
265678683 
al sequenc 


v 


265678675 
sequence 
lavobacter 


265678674 


onexibacte 
265678665 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 


5 Actinomadura 


4 Mycobacterium 
eae; 


ref 


ref 


537853 53933 
omyc 


ref 


ref 


ref 


e 553128 55460 
Actinomyceta 


ref 


565378 56682 
iale 


ref 


3 Conexibacter 
race 


Mycobacteri 


NR_029001.1 


Ottowia. 
NR_028998.1 
3 


Cory 


etales; 
NR_028994.1 


Nocardiacea 
NR_028991.1 


NR_028988.1 
8 
les; Strepto: 
NR_028980.1 
3 
t 


s; Flavobac 


NR_028979.1 


ae; Conexiba 


ref 


latina Bacteria; 


Streptosporangineae; Thermomonosporaceae; 

479092 479153 35 96 gi| 265678732 |ref|NR_029037.1| Mycobacterium 
n W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

480641 480702 35 96 gi|265678731|ref|NR_029036.1| Mycobacterium 
W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

482208 482273 31 96 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
ain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

506918 506979 35 96 gi|265678714|ref|NR_029019.1| Pseudonocardia 
DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Pseudonocardia. 

509950 510011 35 96 gi|265678712|ref|NR_029017.1| Corynebacterium 
106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

523623 523684 35 96 gi|265678703|ref|NR_029008.1| Pseudonocardia 
ain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

531234 531295 35 96 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 


chimaera Bacteria; 


Mycobacterium 
Mycobacterium 
nebacterineae; 


e; Nocardia. 


Streptomyces 
Streptomyces 
mycineae; 


Chryseobacterium 


Chryseobacterium 
eriaceae; 


cter. 


NR_028970.1 


Mycobacterium 


580337 581817 Mycobacterium 


aceae; Mycobacterium; 


Ottowia thiooxydans 
7 Ottowia thiooxydans Bacteria; 
ae; 


Nocardia puris strain 
4 Nocardia puris Bacteria; 
eae; 
Sporomusa aerivorans 
4 Sporomusa aerivorans Bacteria; 


Conexibacter woesei 
woesei Bacteria; 


pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


348014 Bacteria_16S 599261 599322 35 96 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
348014 Bacteria_16S 600791 600852 35 96 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

348014 Bacteria_16S 617823 617884 35 96 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

348014 Bacteria_16S 622234 622283 31 80 gi|265678637|ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

348014 Bacteria_16S 625231 625292 35 96 gi| 265678635 |ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
348014 Bacteria_16S 626796 626857 35 96 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

348014 Bacteria_16S 634413 634474 35 96 gi|265678628|ref|NR_028933.1| Fusobacterium equinum 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

348014 Bacteria_16S 643675 643736 35 96 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

348014 Bacteria_16S 655649 655714 31 96 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

348014 Bacteria_16S 657114 657175 35 96 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 


melanosporofacien 
Streptomycetaceae 


348014 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


348014 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


348014 Bacteria_16S 


strain 216 16S ri 
Actinobacteria; A 
Luteococcus. 


348014 Bacteria_16S 


strain gM-1 16S r 
Actinobacteria; A 


348014 Bacteria_16S 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


348014 Bacteria_16S 


paurometabolica s 


Pseudonocardineae 


348014 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


348014 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


348014 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


348014 Bacteria_16S 


strain YIM90005 1 
Actinobacteria; A 


s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 

670763 670824 35 96 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
705390 705451 35 96 gi 
EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


’ 


gi 


708215 708276 35 96 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 
Prop 


712818 712879 35 96 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
714377 714438 35 96 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


740547 740608 35 96 gi 
train YIM 90007 16S ribosomal RNA, par 
; Pseudonocardiaceae; Saccharomonospor 
754724 754785 35 96 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
765442 765503 35 96 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
773088 773149 35 96 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
774622 774683 35 96 gi 


, 


ctinobacteridae; Actinomycetales; Pseu 


348014 Bacteria_16S 


777748 777809 35 96 gi 


eridae; Ac 


265678602 


669757 67122 


265678579 
ence 70441 
ales; 


265678577 


707255 70861 


ionibacter 


265678574 


711792 71330 


nebacterin 
265678573 
ce 71335 
ales; Cory 


265678554 
tial seque 


a. 
265678543 
ence 75371 
cteriales; 
265678536 
nce 76438 
nellaceae; 
265678531 
quence 

nobacteria 
265678530 


6S ribosomal RNA, partial sequence 773630 77513 


donocardin 
265678528 


paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 


Prop 


tinomycetales; S 


ref |NR_028907.1 


ref|NR_028884.1 
6 705838 Friedm 
ionibacterineae; 


ref|NR_028882.1 


ineae; Propionib 
ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028878.1 
9 714869 Mycoba 
nebacterineae; M 


ref 
nce 


NR_028858.1 
739522 


ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref|NR_028835.1 

772034 773579 
ceae; Atopostipe 
ref |NR_028834.1 


eae; Pseudonocar 


treptomycineae; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Friedmanniella 
anniella lacustris 
Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Mitsuokella 

kella jalaludinii 


Atopostipes 
Atopostipes 
Ss. 
Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 


ref|NR_028832.1 
776745 778221 


Gordonia 
Gordonia 


paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; Gor 


348014 Bacteria_16S 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 


348014 Bacteria_16S 


strain J72 16S ri 


donia. 
786948 787009 35 96 gi 
ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

789994 790055 35 96 
bosomal RNA, partial sequence 


’ 


gi 


265678521 
quence 
e; Actinomycet 


265678519 
789013 79048 


ref|NR_028823.1 


ref|NR_028825.1| Streptomyces 
785920 787418 Streptomyces 
ales; Streptomycineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

348014 Bacteria_16S 800784 800833 31 80 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
strain Chj707 16S ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

348014 Bacteria_16S 802344 802409 31 96 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

348014 Bacteria_16S 811490 811551 35 96 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

348014 Bacteria_16S 816098 816159 35 96 gi|265678502|ref|NR_028805.1| Pseudonocardia 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


348014 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


348014 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


348014 Bacteria_16S 


strain S1 16S rib 
Actinobacteria; A 


348014 Bacteria_16S 


strain AC 615 16S 
Actinobacteria; A 


348014 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


348014 Bacteria_16S 


strain K24 16S ri 
Actinobacteria; A 


348014 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


348014 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


348014 Bacteria_16S 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


348014 Bacteria_16S 


strain AS4.0578 1 
Actinobacteria; A 


348014 Bacteria_16S 


marinus subsp. pa 


Prochlorococcacea 


348014 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


348014 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


n 6330 16S ribosomal RNA, partial seque 


acteria; Actinobacteridae; Actinomyceta 


891786 891847 35 96 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 


gi 


Halobacteroida 


348014 Bacteria_16S 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 


913347 913408 35 96 gi 


nce 81510 


e; Prochlorococcus. 
881144 881205 35 96 gi| 265678458 
37 16S ribosomal RNA, partial sequence 88012 


les; Pseu 


265678450 
890778 89219 
ceae; 
265678436 


Oren 


9 816530 Pseud 


ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 
ref|NR_028752.1 
ia. 
ref 


NR_028738.1 
912332 


Oo 


nocardia zijingensis 


acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

828277 828338 35 96 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

829853 829914 35 96 gi|265678493|ref|NR_028796.1| Selenomonas noxia 

16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

837433 837494 35 96 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
osomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

838919 838980 35 96 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 

ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
ctinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 

855443 855504 35 96 gi|265678475|ref|NR_028778.1| Propionibacterium 
train M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionibacterium. 

861639 861700 35 96 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
bosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
ctinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 

866210 866275 31 96 gi| 265678468 |ref|NR_028771.1| Sulfurospirillum 
ain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
teria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 

875182 875243 35 96 gi|265678462|ref|NR_028765.1| Streptosporangium 
CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Streptosporangium. 

876633 876694 35 96 gi|265678461|ref|NR_028764.1| Streptomyces 
n A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
acteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 

878137 878198 35 96 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
6S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
ctinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 

879589 879650 35 96 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
storis strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Lechevalieria 
913840 Lechevalieria 


aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Lechevalieria. 


348014 Bacteria_16S 


pretiosum subsp. 


Actinomycetales; 


348014 Bacteria_16S 


strain IEGM 16S r 


strain 213E 16S r 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


348014 Bacteria_16S 


salivarius strain 
salivarius Bacter 


348014 Bacteria_16S 


strain Y9 16S rib 
Actinobacteria; A 


348014 Bacteria_16S 


geysericola strai 
geysericola Bacte 


348014 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


348014 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


348014 Bacteria_16S 


strain IFM 10035 
Actinobacteria; A 


348014 Bacteria_16S 


strain IFM 0784 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


1042383 1042444 35 96 gi 


348014 Bacteria_16S 


strain IFM 0575 1 
Actinobacteria; A 


348014 Bacteria_16S 


strain IFM 10084 
Actinobacteria; A 


348014 Bacteria_16S 


strain YZ-96 16S 
Actinobacteria; A 


348014 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


348014 Bacteria_16S 


strain LK2-10 16S 
Actinobacteria; A 
Micromonospora. 


348014 Bacteria_16S 


strain IFM 0245 1 
Actinobacteria; A 


348014 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


348014 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


348014 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


348014 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


Actinosynnema pretiosum 


914905 914966 35 96 gi 
pretiosum strain C-15003 16S ribosomal 


Pseudonocardineae; Actinosynnemataceae 
918057 918118 35 96 gi 
ibosomal RNA, partial sequence 


919622 919683 35 96 
ibosomal RNA, partial sequence 


gi 


921158 921219 35 96 gi 
s strain RHS1 16S ribosomal RNA, parti 


s Bacteria; Actinobacteria; Coriobacte 
; Slackia. 
933502 933563 35 96 gi 


HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
964408 964469 35 96 gi 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
978137 978198 35 96 gi 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 
1011908 1011972 31 96 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
1031648 1031709 35 96 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 
1039336 1039397 35 96 gi 
ctinobacteridae; Actinomycetales; Cory 
1040845 1040906 35 96 gi 


ctinobacteridae; Actinomycetales; Cory 
1043943 1044004 35 96 gi 


ctinobacteridae; Actinomycetales; Cory 
1045499 1045560 35 96 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1047092 1047153 35 96 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1048568 1048629 35 96 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1053075 1053136 35 96 gi 
ctinobacteridae; Actinomycetales; Cory 
1054578 1054643 31 96 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1060654 1060719 31 96 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1075619 1075680 35 96 gi 
ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
dococcus. 

1083039 1083100 35 


96 gi 


bacillales; Lactobacillaceae; Lactobac 


348014 Bacteria_16S 


917039 91855 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
348014 Bacteria_16S 
918602 92011 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
348014 Bacteria_16S 


963457 96488 


1010904 10123 


16S ribosomal RNA, partial sequence 1038318 10398 


6S ribosomal RNA, partial sequence 1039882 10413 


6S ribosomal RNA, partial sequence 1041385 10428 


16S ribosomal RNA, partial sequence 1042934 10444 


1044481 10459 


1047573 10490 


6S ribosomal RNA, partial sequence 1052113 10535 


6S ribosomal RNA, partial sequence 1082049 10834 


265678435 
RNA, part 


; Actinosy 
265678433 


nebacterin 
265678432 


nebacterin 
265678431 
al sequenc 
ridae; Cor 


265678423 
uence 
bacillacea 

265678402 


nebacterin 
265678392 
uence 

erpetosiph 
265678370 


hewanellac 
265678357 
quence 
Actinomyc 


265678352 


nebacterin 
265678351 


nebacterin 
265678350 


nebacterin 
265678349 


nebacterin 
265678348 


nebacterin 
265678347 
uence 

ceae; Cera 
265678346 


omonospori 
265678342 


nebacterin 
265678341 
uence 
teria; 


265678337 
uence 
i; Thermal 
265678327 
uence 


265678321 


illus. 


1086006 1086067 35 96 gi 


eae; 


Campylo 


e; Actinomycet 


subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


ref |NR_028737.1| Actinosynnema 

ial sequence 913891 915394 

nnema. 

ref|NR_028735.1| Gordonia amicalis 

1 Gordonia amicalis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028734.1| Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


eae; Gordoniaceae; Gordonia. 
ref |NR_028733.1| Slackia 
e 920164 921628 Slackia 


iobacteriales; Coriobacterineae; 
ref|NR_028725.1 
932436 934005 
e; Lactobacillus 
ref|NR_028704.1| Nocardia cerradoensis 
2 Nocardia cerradoensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028694.1| Herpetosiphon 
977181 978580 Herpetosiphon 
onaceae; Herpetosiphon. 
ref|NR_028672.1| Shewanella amazonensis 
50 Shewanella amazonensis Bacteria; 
eae; Shewanella 
ref|NR_028659.1 
1030633 103211 
etales; Micromon 


Lactobacillus 
Lactobacillus 


Micromonospora 
4 Micromonospora 
osporineae; 


ref|NR_028654.1| Nocardia arthritidis 
31 Nocardia arthritidis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 
34 Nocardia pneumoniae Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 
83 Nocardia araoensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028651.1| Nocardia higoensis 
30 Nocardia higoensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028650.1| Nocardia shimofusensis 
88 Nocardia shimofusensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028649.1| Cerasibacillus 

1046039 1047522 Cerasibacillus 
sibacillus. 
ref|NR_028648.1| Micromonospora eburnea 
49 Micromonospora eburnea Bacteria; 
neae; Micromonosporaceae; 


v 


ref|NR_028644.1| Nocardia asiatica 
15 Nocardia asiatica Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_028643.1| Sulfurimonas 
1053566 1055002 Sulfurimonas 
bacterales; Helicobacteraceae; 


ref |NR_028639.1 
1059624 106111 
es; Thermaceae; 
ref|NR_028629.1 
1074605 107593 
ales; Coryne 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Rhodococcus 
5 Rhodococcus 
bacterineae; 


ref |NR_028623.1 
61 Lactobacillus 


Lactobacillus 
equi Bacteria; 


equi 


265678319 


ref|NR_028621.1| Streptomyces tauricus 


strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomycetaceae; Streptomyces. 


348014 Bacteria_16S 1090671 1090732 35 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; 


Nonomuraea. 
1098131 1098192 35 


Streptosporangiaceae; 
348014 Bacteria_16S 


96 gi 


96 gi 


scabrisporus strain KM-4927 16S ribosomal RNA, partial 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
348014 Bacteria_16S 1099640 1099701 35 


macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Acrocarpospora. 

348014 Bacteria_16S 1107208 1107269 35 
strain NRRL 15532 16S ribosomal 
Bacteria; Actinobacteria; 
Nonomuraea. 
348014 Bacteria_16S 
strain DF-32 16S ribosomal RNA, 


1108759 1108820 35 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


348014 Bacteria_16S 1110263 1110324 35 


partial sequence 


96 gi 


96 gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial 


aerofaciens Bacteria; Actinobacteria; 
Coriobacteriaceae; Collinsella. 
348014 Bacteria_16S 1128439 1128504 31 
pametensis strain 
pametensis Bacteria; 
Helicobacter. 


348014 Bacteria_16S 1129952 1130013 35 


strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Ricke 
Rickettsiales; 


Proteobacteria; Alphaproteobacteria; 
fever group. 
348014 Bacteria_16S 
strain ES10.1 16S 


1131449 1131510 35 


348014 Bacteria_16S 1140582 1140647 31 


shabanensis strain E1L3A 16S ribosomal RNA, 


shabanensis Bacteria; 
Salinisphaera. 
348014 Bacteria_16S 1148115 1148176 35 
strain IMMIB R-1434 16S 


Proteobacteria; 


348014 Bacteria_16S 
moniliformis DSM 
DSM 12112 Bacteria; Fusobacteria; 
348014 Bacteria_16S 1170843 1170904 35 
DSM 43833 16S ribosomal 
Bacteria; Actinobacteria; 
Thermobispora. 


1157173 1157234 35 


348014 Bacteria_16S 1178412 1178477 31 96 gi| 228718030 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 11788 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachysp 
348014 Bacteria_16S 1191960 1192021 35 96 gi|228715750 
strain EX-H1 16S ribosomal RNA, partial sequence 1190944 11924 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

348014 Bacteria_16S 1202669 1202730 35 96 gi| 228715358 


DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 
Thermotogaceae; 


Thermotogae; Thermotogales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


96 gi| 265678303 
1107766 11092 
Streptosporang 

96 gi| 265678302 
sequence 

Coriobacteridae; Coriobacte 
96 gi| 253680771 


B9A Seymour 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


96 gi| 253680770 
Rickettsiacea 
96 gi| 253680769 


96 gi 


complete sequence 
Gammaproteobacteria; 


96 gi 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


12112 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


96 gi|228721492 
11561 

Fusobacteriace 

96 gi|228719618 
1169826 11712 


Thermotoga. 


348014 Bacteria_16S 1208723 1208784 35 96 gi 
DSM 15641 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Coriobacteridae; Coriobacteri 
Cryptobacterium. 

348014 Bacteria_16S 1219126 1219187 35 96 gi 


strain CCUG 33897 


16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Luteococcus. 
348014 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; Mycobacterium. 

348014 Bacteria_16S 1250901 1250962 35 


1235856 1235917 35 


96 gi 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


96 gi 


strain CDC 941078 16S ribosomal RNA, partial sequence 


1130448 11319 
Streptosporang 


1207714 12091 


265678316 


265678311 
sequence 


265678310 


265678304 
11062 


253680763 


Salini 


253680758 
11471 


Pseu 


Therm 


228715352 


ales; Cori 
219878368 
12181 
ales; Prop 
219878254 
artial seq 
ridae; Act 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Campylobacterales; He 


NR_028618.1 
1089685 109113 


NR_028613.1 
1097121 109859 


ref |NR_028612.1 
1098650 110009 


ref|NR_028606.1 


ref|NR_028605.1 
07 Microbispora 
ineae; Streptosp 


ref |NR_028604.1 
1109258 111072 
riales; Coriobac 


ref|NR_028019.1 
1127427 112890 


ref|NR_028018.1 
ttsia rickettsii 
e; Rickettsieae; 


ref|NR_028017.1 
ineae; Nocardiop 
ref|NR_028011.1 

1139586 114102 
sphaerales; Sali 


ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_027583.1 
94 Thermobispora 
donocardineae; P 
ref|NR_027570.1 
ira. 
ref|NR_027538.1 
06 Persephonella 


ref |NR_027530.1 
otoga neapolitan 


ref|NR_027524.1 


obacterineae; Co 


ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref |NR_025393.1 
uence 123486 
inomycetales; Co 


219857412 


Nonomuraea 
7 Nonomuraea 


Streptosporangineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Acrocarpospora 
8 Acrocarpospora 


Streptosporangineae; 


Nonomuraea longicatena 


17 1107715 Nonomuraea longicatena 
Streptosporangineae; 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Collinsella 
0 Collinsella 
terineae; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 


Nocardiopsis exhalans 


04 Nocardiopsis exhalans Bacteria; 


saceae; Nocardiopsis. 
Salinisphaera 

5 Salinisphaera 

nisphaeraceae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Streptobacillus 
obacillus moniliformis 
lus. 

Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Persephonella marina 
marina EX-H1 Bacteria; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


ref|NR_025000.1 


Mycobacterium kubicae 


1249918 1251238 Mycobacterium kubicae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


348014 Bacteria_16S 
AT1047 16S riboso 


Flavobacteria; Fl 


348014 Bacteria_16S 


strain AT1013 16S 


1273513 1273562 31 
mal RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
1274935 1274984 31 80 
ribosomal RNA, partial sequence 


80 gi 


Sej 
gi 


1273959 12753 


219846220 


1272544 1273908 Sejon 


ongia. 
219846219 


ref 
gia 


ref 


NR_025810.1| Sejongia jeonii strain 
jeonii Bacteria; Bacteroidetes; 
NR_025809.1| Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

348014 Bacteria_16S 1280821 1280882 35 96 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

348014 Bacteria_16S 1291454 1291515 35 96 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 


DSM 7109 Bacteria 
Corynebacteriacea 


348014 Bacteria_16S 


strain LM 161 16S 


348014 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


348014 Bacteria_16S 


YIM 30243 16S rib 


348014 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


348014 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


348014 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
1300381 1300442 35 96 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 

1308063 1308124 35 96 gi|228721493|ref|NR_027616.1| Streptomyces 
ubsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
reptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 

Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

1326484 1326545 35 96 gi|219846136|ref|NR_025726.1| Nocardia alba strain 

osomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

1350995 1351056 35 96 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
osomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

1358475 1358536 35 96 gi|228720055|ref|NR_027588.1| Fusobacterium 
rain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
CC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

1391528 1391589 35 96 gi|228716336|ref|NR_027550.1| Parvularcula 
503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 

1394591 1394652 35 96 gi|228715897|ref|NR_027542.1| Thermotoga lettingae 


348014 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


348014 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


348014 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


348014 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


348014 Bacteria_16S 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


348014 Bacteria_16S 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


348014 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


348014 Bacteria_16S 


strain LM 036 16S 
Actinobacteria; A 


348014 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


348014 Bacteria_16S 


subsp. albus stra 
subsp. albus Bact 
Streptomycetaceae 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1396147 1396208 35 96 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1417101 1417162 35 96 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


1418652 1418713 35 96 gi 


ridia; Clostridiales; Clostridiales Fa 
1426311 1426372 35 96 gi 
ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

1427876 1427937 35 96 gi 
AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

1437157 1437222 31 96 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1440246 1440307 35 96 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
1452372 1452433 35 96 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1474912 1474973 35 96 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 


, 


v 


, 


348014 Bacteria_16S 


subsp. 


1393543 13950 


1395106 13965 


16S ribosomal RNA, partial sequence 1417633 1 


14392301 


228715882 


224581447 
14160 
ales; Pseu 
224581446 
4190 
mily XI. I 
224581441 
al sequenc 
e; Actinom 


224581440 
sequence 
Actinomyce 


224581430 
e 14361 
hermaceae; 
224581428 
4407 
donocardin 
224581419 
uence 

Actinomyc 


219878476 
1 sequence 
Actinomy 


’ 


1476476 1476537 35 96 gi 


ref 


ref 
dono 
ref 


ncer 
ref 


ycet 
ref 
tale 
ref 


Oce 
ref 


eae; 
ref 


etal 
ref 


ceta 


219878445 


avium strain DSM 44156 16S ribosomal RNA, partial sequence 


ref 


93 1417582 Sacch 


e 1425302 14268 
1426862 14283 


Streptomy 


36 1437633 Ocean 


1451367 14528 


1473916 14754 


NR_027541.1 


NR_027229.1 
a 
cardineae; P 
NR_027228.1 


tae Sedis; H 
NR_027223.1 
1 
ales; Strept 
NR_027222.1 
7 


Ss; 


NR_027212.1 
i 
anithermus. 
NR_027210.1 


Actinosynne 
NR_027200.1 
4 
es; Micromon 
NR_025615.1 
1 
fo) 


les; Strept 


NR_025584.1 


55 Thermotoga lettingae TMO Bacteria; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Streptomyces 

1 Streptomyces 

omycineae; 


Streptomyces 
6 Streptomyces 


cineae; 


Oceanithermus 
thermus profundus 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Micromonospora 

3 Micromonospora 
osporineae; 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Mycobacterium avium 


1475465 1476936 Mycobacterium avium 


subsp. 


Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 


avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


348014 Bacteria_16S 1482702 1482763 35 96 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 
348014 Bacteria_16S 1488745 1488806 35 96 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
348014 Bacteria_16S 1494754 1494815 35 96 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
348014 Bacteria_16S 1497774 1497835 35 96 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
348014 Bacteria_16S 1521662 1521723 35 96 gi|219857610|ref|NR_025199.1] Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
348014 Bacteria_16S 1524799 1524860 35 96 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
348014 Bacteria_16S 1526320 1526381 35 96 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
348014 Bacteria_16S 1527822 1527883 35 96 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
348014 Bacteria_16S 1529326 1529387 35 96 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 
348014 Bacteria_16S 1530836 1530897 35 96 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
348014 Bacteria_16S 1532374 1532435 35 96 gi| 219857427 |ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
348014 Bacteria_16S 1535370 1535431 35 96 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
348014 Bacteria_16S 1538441 1538502 35 96 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
348014 Bacteria_16S 1540002 1540063 35 96 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
348014 Bacteria_16S 1541551 1541612 35 96 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
348014 Bacteria_16S 1543111 1543172 35 96 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
348014 Bacteria_16S 1549192 1549257 31 96 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 
348014 Bacteria_16S 1550658 1550723 31 96 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 
348014 Bacteria_16S 1552126 1552191 31 96 gi|219857243|ref|NR_024871.1| Aquabacterium 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 
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348014 Bacteria_16S 1726992 1727053 35 96 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

348014 Bacteria_16S 1728531 1728592 35 96 gi| 219878389 |ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
348014 Bacteria_16S 1730067 1730128 35 96 gi|219878388|ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
348014 Bacteria_16S 1731580 1731641 35 96 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

348014 Bacteria_16S 1740755 1740816 35 96 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
348014 Bacteria_16S 1743845 1743906 35 96 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

348014 Bacteria_16S 1746870 1746931 35 96 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

348014 Bacteria_16S 1748400 1748461 35 96 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
348014 Bacteria_16S 1772504 1772565 35 96 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
348014 Bacteria_16S 1774002 1774063 35 96 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

348014 Bacteria_16S 1775499 1775560 35 96 gi| 219878353 |ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

348014 Bacteria_16S 1810513 1810574 35 96 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

348014 Bacteria_16S 1816653 1816714 35 96 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
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21 Lactobacillus hamsteri Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

348014 Bacteria_16S 1853188 1853249 35 96 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 

348014 Bacteria_16S 1866951 1867012 35 96 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
348014 Bacteria_16S 1877525 1877586 35 96 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

348014 Bacteria_16S 1880655 1880716 35 96 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 
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1920089 1920138 31 80 gi 


Bacteroidetes; Flavobacteria; 
1921597 1921646 31 80 gi 


eria; Bacteroidetes; Flavobacteria; 


1924631 1924692 35 96 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

1926192 1926253 35 


96 gi 


e; Amycolatopsis. 
1935329 1935394 31 96 
ribosomal RNA, partial sequence 


gi 


1950620 1950681 35 96 gi 


Pseudonocardia. 
2034207 2034268 35 96 gi 
ATCC 19420 16S ribosomal RNA, partial 


e; 


Mycobacterium. 


2040399 2040460 35 96 gi 
Firmicutes; 
2049790 2049851 35 96 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; 
2051351 2051412 35 


ria; 
96 gi 


ridia; Clostridiales; Veillonellaceae; 
2052898 2052959 35 96 gi 


G 18212 16S ribosomal RNA, partial seq 
Flavoba 


in LMG 13028 16S ribosomal RNA, partia 
Fl 


n LM 157 16S ribosomal RNA, partial se 


in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 


a; Actinobacteria; Actinobacteridae; Act 


Clostridi 


6S ribosomal RNA, partial sequence 2050314 20 


s 
219878274 
equence 


219878248 
uence 
cteriales; 
219878247 
L 
av 


219878245 
quence 
Actinomyc 


219878244 
ia 


, 


219878238 


1934336 19357 
psilonproteobacteria; Campylobacterale 
348014 Bacteria_16S 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 


s; Campylo 
219878228 
equence 

; Actinomy 
219878172 
sequence 

inomycet 


219878168 
equence 
coccaceae; 
219878159 
sequence 

ales; Veil 
219878158 
518 
Anaerosin 
219878157 


elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


poromusa 


inomycet 


sequence 
obacteri 


1 sequen 
Actinomy 


05 Sporomusa sphaeroides Bacteria; 


Sporomusa. 
219878277|ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 
Sporomusa. 
219878276|ref|NR_025415.1| Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


v 


Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 

riaceae; 


ref |NR_025387.1 
1919085 192055 
Flavobacteriace 
ref|NR_025386.1 
1920604 192206 
ales; Flavobacte 


, 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


ref|NR_025377.1| Campylobacter hominis 

49 Campylobacter hominis Bacteria; 

bacteraceae; Campylobacter. 

ref |NR_025367.1| Pseudonocardia 
1949601 1951112 Pseudonocardia 

cetales; Pseudonocardineae; 


ref |NR_025311.1 
2033216 203470 


ales; Corynebact 


Mycobacterium 
2 Mycobacterium 
erineae; 


Dolosicoccus 
7 Dolosicoccus 


ref|NR_025307.1 
2039358 204086 
Dolosicoccus. 
ref |NR_025298.1 
2048758 205026 
lonellaceae; Anaeroarcus. 
ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
us. 
ref|NR_025296.1| Mycobacterium 
2051875 2053391 Mycobacterium 


Anaeroarcus 
3 Anaeroarcus 


348014 Bacteria_16S 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, parti 


2054451 2054512 35 


stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 


348014 Bacteria_16S 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, par 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteri 


2055920 2055981 35 


Streptomycetaceae; Streptomyces. 


348014 Bacteria_16S 
somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


2057431 2057492 35 


Streptomycetaceae; Streptomyces. 


348014 Bacteria_16S 
thermocoprophilus strain B19 16S ribosomal RNA, partial 
thermocoprophilus Bacteria; Actinobacteria; Actinobacte 


2058970 2059031 35 


Streptomycetaceae; Streptomyces. 


348014 Bacteria_16S 
propionicum strain DSM 43307 16S ribosomal RNA, partial 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 

348014 Bacteria_16S 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionimicrobium. 
348014 Bacteria_16S 
avidum strain DSM 4901 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Propionibacterium. 
348014 Bacteria_16S 


2077259 2077320 35 


2080372 2080433 35 


2081929 2081990 35 


2090989 2091050 35 


Mycobacteriaceae; Mycobacterium. 


348014 Bacteria_16S 


aquiterrae strain GW-9 1 


2100145 2100206 35 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Nocardioides. 
348014 Bacteria_16S 


illinoisensis strain MVAB Hexl 


2107747 2107812 31 


illinoisensis Bacteria; Proteobacteria; 


Alkanindiges. 
348014 Bacteria_16S 


strain DSM 43030 16S rib 
Actinobacteria; Actinoba 


348014 Bacteria_16S 


pinnipedii strain 6482 1 


2110833 2110894 35 


2112381 2112442 35 


16S ribosomal RNA, 
Gammaproteobact 


compl 


Stre 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Mycobacterium; Mycobacte 


348014 Bacteria_16S 


microaerophila strain AL 
microaerophila Bacteria; 


Thioalkalispira. 
348014 Bacteria_16S 


africanum strain ATCC 25420 16S ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium tuberculos 
219857648 
19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 
2132036 2132097 35 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
Mycobacteriaceae; Mycobacterium. 
2133539 2133600 35 
poriferae strain ATCC 35087 16S ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
Mycobacteriaceae; Mycobacterium. 
2135053 2135114 35 
strain ATCC 19422 16S ribosomal RNA, partial sequence 


africanum Bacteria; 


348014 Bacteria_16S 


scrofulaceum strain ATCC 


348014 Bacteria_16S 
tokaiense Bacteria; 
348014 Bacteria_16S 


poriferae Bacteria; 


348014 Bacteria_16S 


Acti 
Mycobacteriaceae; Mycoba 


Acti 


Acti 


rium tuberculosis complex. 


2127560 2127624 31 
EN 1 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacte 

2129053 2129114 35 
se 


2130531 2130592 35 


se 


se 


219878155 
al 


219878154 
ti 
da 


219878153 
s 
Actino: 


219878152 
s 
ri 


219878138 
s 
Actino: 


219878136 
s 


219878135 
nc 
al 


219878129 
heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
219878122 
6S ribosomal RNA, partial sequenc 


219878115 
et 
er 


219873436 


osomal RNA, partial sequence 2109822 21113 


cteridae; Actinomycetales; pt 


219857660 
6S ribosomal RNA, partial sequenc 


219857650 


219857649 


219857647 


219857646 


219857645 


NR_025294.1| Streptomyces 
e 2053442 2054919 Streptomyces 
Streptomycineae; 


NR_025293.1| Streptomyces 
2054970 2056387 Streptomyces 
Streptomycineae; 


NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
Streptomycineae; 


NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 
Streptomycineae; 


NR_025277.1| Propionibacterium 
2076251 2077756 Propionibacterium 
ropionibacterineae; 


NR_025275.1| Propionimicrobium 
2079371 2080872 Propionimicrobium 
les; Propionibacterineae; 


NR_025274.1| Propionibacterium 
23 2082426 Propionibacterium avidum 
bacterineae; Propionibacteriaceae; 


NR_025268.1| Mycobacterium 
2089993 2091437 Mycobacterium 
Corynebacterineae; 


NR_025261.1| Nocardioides 
38 2100621 Nocardioides aquiterrae 
bacterineae; Nocardioidaceae; 


NR_025254.1| Alkanindiges 
ce 2106707 2108239 Alkanindiges 
Moraxellaceae; 


NR_025250.1| Streptomyces humiferus 
30 Streptomyces 
treptomycetaceae; Streptomyces. 
NR_025249.1| Mycobacterium 

81 2112761 Mycobacterium pinnipedii 
cterineae; 


humiferus Bacteria; 


Mycobacteriaceae; 


NR_025239.1| Thioalkalispira 
126557 2127989 Thioalkalispira 
Ectothiorhodospiraceae; 


38.1] Mycobacterium 
128040 2129472 Mycobacterium 
Corynebacterineae; 


37.1] Mycobacterium 
e 2129523 2130988 Mycobacterium 
Corynebacterineae; 


36.1] Mycobacterium 
131039 21324 
Corynebacterineae; 


89 Mycobacterium 


35.1] Mycobacterium 
132540 21339 
Corynebacterineae; 


89 Mycobacterium 


NR_025234.1| Mycobacterium microti 
2134040 2135523 Mycobacterium microti 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium; Mycobacterium tuberculosis complex. 


348014 Bacteria_16S 


strain ATCC 51384 


Actinobacteria; Actinobacteridae 
348014 Bacteria_16S 


palatopharyngis s 


palatopharyngis B 
Pseudonocardiacea 
348014 Bacteria_16S 


strain MUP 1182 1 


Actinobacteria; Actinobacteridae 
348014 Bacteria_16S 


strain YIM 90001 


Actinobacteria; Actinoba 
348014 Bacteria_16S 


strain YIM 90003 


Actinobacteria; Actinoba 


Streptomonospora. 


348014 Bacteria_16S 


strain F829 16S r 


Actinobacteria; Actinoba 
348014 Bacteria_16S 


strain ATCC 927 1 


Actinobacteria; Actinoba 
348014 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


348014 Bacteria_16S 


strain PK-Blue 16 


Actinobacteria; Actinoba 
348014 Bacteria_16S 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


348014 Bacteria_16S 


maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 


348014 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


348014 Bacteria_16S 


strain NRCM 00-25 
Actinobacteria; A 


348014 Bacteria_16S 


strain NAM-BN063A 
Actinobacteria; A 


348014 Bacteria_16S 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 


348014 Bacteria_16S 


strain KS9 16S ri 
Actinobacteria; A 


348014 Bacteria_16S 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


348014 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


348014 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


348014 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


2136570 2136631 35 
16S ribosomal 


96 gi 
RNA, partial sequence 

; Actinomycetales; Cory 
2139615 2139676 35 96 gi 
train 1Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
e; Amycolatopsis. 
2148605 2148666 35 
6S ribosomal RNA, 


96 gi 


; Actinomycetales; Cor 
2150186 2150247 35 96 
16S rib 


bE 
gi 


cteridae; Actinomycetales; Pseu 
2157673 2157734 35 96 gi 
16S rib 
cteridae; Actinomycetales; Stre 
2162145 2162206 35 
ibosoma 


96 
1 RNA, partial sequence 
cteridae; Actinomycetales; Cor 
2165245 2165306 35 96 
6S ribo 


gi 


Yy 
gi 


cteridae; Actinomycetales; Cory 
2166786 2166847 35 96 gi 
n SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 

2168299 2168360 35 96 

S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Stre 
2174367 2174428 35 96 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2195603 2195664 35 
ain M71 


al 
er 


s strai 


gi 


pt 


s 
e; 


96 gi 
2 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 
2197151 2197212 35 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; Lactob 
2218283 2218344 35 96 gi 
5 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2233443 2233504 35 96 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2248639 2248700 35 96 gi 
ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2253240 2253301 35 96 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2257827 2257888 35 96 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2260951 2261012 35 96 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

2293021 2293086 31 96 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2306536 2306597 35 96 gi 
in ATCC BAA-173 16S ribosomal RNA, compl 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 


qu 
e; 


96 gi 
se 
ac 


ne 


ne 


ue 
e; 


v 


gi 
pt 
s 


’ 


ia 
te 


v 


Ss; 


, 


348014 Bacteria_16S 


strain K24 16S ri 


2308095 2308160 31 96 
bosomal RNA, partial sequence 


gi 


219857644 


ne 

219857642 
se 
da 


219857636 
complete sequence 2147582 21491 
ne 
219857 
osomal RNA, partial sequence 2149165 21506 
do 
219857 
osomal RNA, partial sequence 2156657 21581 


pt 
219857 
2161153 21625 
ne. 
219857 
somal RNA, partial sequence 2164214 21657 


ne 
219857624 


219857623 
2167280 21687 


219857619 


219857602 


219857601 


219857587 


219857577 


219857567 


219857564 
2252243 22536 


219857561 


Actinomyc 


219857559 


219857536 


219857525 


219857524 


ref |NR_025233. 
21355 
bacterineae; 
ref 
2 


omyc 


NR_025231. 
quence 
e; Actin etales; 


ref|NR_025225. 


bacterin 
635 


eae; 
ref|NR_025224. 
nocardin 
630 


eae; 


ref|NR_025219. 


osporangineae; Nocar 


627|ref|NR_025216. 
Nocardi 


NR_025214. 


bacterin 
625 


eae; 
ref 


bacterineae; Mycobac 
ref|NR_025213. 
e 2165786 21 


tinomycetale 


sequenc 


idae; Ac Ss; 


ref|NR_025212. 
69 Streptomyces 
e; S 
ref 
equence 2 
Actinomycet 


omycinea 
NR_025208. 


ales; 
ref|NR_0251 


ence 2194621 2 
Actinomycetales; C 


90. 


ref|NR_0251 

2196082 2 
; Lactobaci 
ref 


89. 


quence 
illaceae 


22172 
bacterineae; 
ref 
22 2233905 G 
eae; Gordon 


ref 


Mycoba 


22324 
bacterin 
nce 2491 
Actinomycetales; 
ref 
96 Nocardiopsis 
ineae; Noca 
ref 

2256827 2 
etales; Str 


osporang 


equence 2582 


ref 
1 sequence 2259931 2 
ridae; Actinomyceta 


2614 
les; 


ref 
20 2293474H 
acteraceae; 
ref 
ence 
ceta 


22920 
Helicob 


elic 
Hel 


ete sequ 23055 


Actinomy les; 


ref 


74 2137022 Mycob 
Mycobacter 


138615 21400 
Pse 


14 Mycobacterium 
Mycobacter 


35 Mycobacterium 
ter 


672 


treptomycet 


173451 21748 
Coryn 


1960 
oryn 


1976 
llus. 
NR_025175.1 
72 2218741 Mycob 
cter 
NR_025165.1 
ordon 
iacea 


trept 


NR_025152.1 


rdio 
NR_025149.1 


epto 


NR_025147.1 


NR_025124.1 


NR_025113.1 
Coryneb 


NR_025112.1 
2307079 2308560 Pigmentiphaga kullae Bacteria; 


i 


4 


i 


xr 


Pp 


a 


i 
2 
P 


a 


5 
e 


3 


4 


a 
i 


4 


Pp 


9 
m: 


5 


° 
i 


1 


a 


u 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 

Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonoca 


diaceae; Prauserella. 
Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
dio 


saceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
ace 


e; Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 

aceae; Mycobacterium. 
Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Rhodococcus 

9 Rhodococcus 

bacterineae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Lactobacillus 
0 Lactobacillus 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Streptomyces 

2 Streptomyces 
omycineae; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Streptomyces 

4 Streptomyces 
ycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Tsukamurella 

7 2307028 Tsukamurella 
acterineae; 


Pigmentiphaga kullae 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 


348014 Bacteria_16S 


strain DSM43926 1 


Actinomadura. 


348014 Bacteria_16S 


strain FI-13295 1 


Helicobacter. 


348014 Bacteria_16S 


NRRL B-24104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
348014 Bacteria_16S 
singaporensis str 


singaporensis Bac 
Nocardioidaceae; 


348014 Bacteria_16S 


strain ATCC 49929 


Bacteria; Actinob 


Propioniferax. 


348014 Bacteria_16S 
australiense stra 
australiense Bact 


Propionibacteriac 


2309573 2309634 35 96 gi 
Stre 
gi 


pt 
2311089 2311150 35 96 
ibosomal RNA, partial sequence 
Strept 


2327810 2327871 35 96 gi 
ne 
2332255 2332320 31 96 gi 
NLEP-16143 16S ribosomal RNA, partial 


ia; Proteobacteria; Epsilonproteobacte 


s 
ri 


2342770 2342831 35 96 
ribosomal RNA, partial sequence 


gi 


do 
2344280 2344341 35 96 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2357964 2358025 35 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 
e; 


al 


2359480 2359541 35 96 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 


ia 


, 


219857523 
6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 
strain A290 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219857511 
6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
348014 Bacteria_16S 
canadensis strain 
canadensis Bacter 


equence 
a; 


219857500 
2341772 23432 
nocardin 
219857498 


equence 


219857489 


23569 
es; 


219857488 
1 sequen 
Actinomy 


osporang 
219857522 
2310109 23115 
osporang 


bacterin 
219857508 


Campy 


Actinomycet 


Prop 


ref|NR_025111.1| Nonomuraea turkmeniaca 
58 Nonomuraea turkmeniaca Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025110.1| Actinomadura mexicana 
29 Actinomadura mexicana Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Helicobacter 
4 Helicobacter 
licobacteraceae; 


ref|NR_025088.1| Crossiella equi strain 

43 Crossiella equi Bacteria; 

eae; Pseudonocardiaceae; Crossiella. 

ref|NR_025086.1| Actinopolymorpha 
2343294 2344735 Actinopolymorpha 

ales; Propionibacterineae; 


ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


348014 Bacteria_16S 2383739 2383800 35 96 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

348014 Bacteria_16S 2401929 2401990 35 96 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

348014 Bacteria_16S 2408081 2408130 31 80 gi|219857455|ref|NR_025043.1| Riemerella columbina 
strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

348014 Bacteria_16S 2409612 2409673 35 96 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

348014 Bacteria_16S 2422026 2422087 35 96 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

348014 Bacteria_16S 2438515 2438576 35 96 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 


strain AS4.1521 1 


olivapovliticus s 
olivapovliticus B 


348014 Bacteria_16S 


strain DNP505 16S 


strain DSM 12769 


Proteobacteria; G 


348014 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


348014 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 


348014 Bacteria_16S 


ATCC 700122 16S r 
Actinobacteria; C 


ne 
2449209 2449270 35 96 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 

2497303 2497364 35 96 gi 
ribosomal RNA, partial sequence 


ia 
Ca 


ne 


2506506 2506571 31 96 gi 


ibosomal RNA, partial sequence 


oriobacteridae; Coriobacteriales; Coriob 


348014 Bacteria_16S 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
348014 Bacteria_16S 


bacterin 


219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


2519150 25206 


acterine 


2535321 2535382 35 96 gi 


219857354 


capsulata strain Ben 108 16S ribosomal RNA, partial sequence 


bacterin 
219857420 
1 sequen 
rnobacte 
219857385 
2496307 24977 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
348014 Bacteria_16S 


44 Nocardia beijingensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_025008.1| Alkalibacterium 

ce 2448175 2449681 Alkalibacterium 
riaceae; Alkalibacterium. 
ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 


ammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 
2511089 2511150 35 96 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
2518601 2518662 35 96 gi|219857365|ref|NR_024953.1| Streptomyces 
in CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
2520145 2520206 35 96 gi|219857364|ref|NR_024952.1| Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 

ae; Coriobacteriaceae; Slackia. 

ref|NR_024942.1| Friedmanniella 
2534307 2535783 Friedmanniella 


capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


348014 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


348014 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


348014 Bacteria_16S 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


348014 Bacteria_16S 


strain DSM 43194 


strain DSM 44262 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


348014 Bacteria_16S 


strain Se-1 16S r 


Deinococcus-Thermus; 
348014 Bacteria_16S 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
348014 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


348014 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


348014 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


348014 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


348014 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


348014 Bacteria_16S 
6S ribosomal RNA, partial sequence 2669632 26710 


strain JCM 3151 1 
Actinobacteria; A 
Microbispora. 


348014 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


348014 Bacteria_16S 


strain MS1-3 16S 
Actinobacteria; A 


348014 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


348014 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


348014 Bacteria_16S 


strain IFM 10088 
Actinobacteria; A 


Friedmanniella. 
2563718 2563783 31 96 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteobac 
2566801 2566862 35 96 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2609826 2609887 35 96 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

2611399 2611460 35 


al 
id 


ue 


96 gi 
do 
2612926 2612987 35 96 gi 
do 
2626815 2626876 35 96 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 
2629917 2629982 31 96 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
2640514 2640575 35 96 gi 
16S ribosomal RNA, partial sequence 


eq 


, 
gi 


T 


ne 
2657189 2657250 35 96 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2658713 2658774 35 96 gi 
NRRL B-3381 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Aeromicrobium. 

2660233 2660294 35 96 gi 
16S ribosomal RNA, partial sequence 


1 
da 


ctinobacteridae; Actinomycetales; Strept 


2672120 2672185 31 96 gi 
psilonproteobacteria; Campylobacterale 
2678195 2678256 35 96 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2679749 2679810 35 96 gi 
ain IS40-3 16S ribosomal RNA, partial 

teria; Firmicutes; Bacillales; Bacilla 
2681288 2681349 35 96 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 

2688694 2688755 35 96 gi 


S; 


ne 


se 
ce 


1 
Ca 


ctinobacteridae; Actinomycetales; Coryne 


348014 Bacteria_16S 


219857335 
ia 


219857290 


219857259 
Actinomyc 


219857258 
16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
348014 Bacteria_16S 219857257 
16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


348014 Bacteria_16S 219857247 


219857239 
2628913 26303 


219857231 


219857219 


219857218 


219857217 


acteria; Actinobacteridae; Actinomycetales; Prop 
2667575 2667636 35 96 gi| 219857212 
43856 16S ribosomal RNA, partial sequence 26665 
acteria; Actinobacteridae; Actinomycetales; Pseu 
2669090 2669151 35 96 gi|219857211 
M 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 
e; Saccharopolyspora. 
2670624 2670685 35 96 gi| 219857210 


219857208 
6S ribosomal RNA, partial sequence 2671138 26725 


219857204 
2677198 26786 


219857203 


219857202 


219857197 
16S ribosomal RNA, partial sequence 2687699 26891 


1 sequen 
teria; C 


sequenc 
iales; V 


nce 


nocardin 


nocardin 


uence 
Actinomy 


hermus. 


26395 
bacterin 


sequen 
e; Act 


ce 
in 


equenc 
inomyc 


e 
et 


26592 


osporang 


Helicob 


bacterin 


quence 
ae; Lent 


sequence 
rnobacte 


bacterin 


2693155 2693216 35 96 gi 


219857193 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterale 


ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref |NR_024890.1 

2608828 261032 
etales; Pseudono 
ref|NR_024889.1 
eae; Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024877.1 

2625807 262727 
cetales; Propion 


ref |NR_024867.1 


ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024847.1 

2656189 265766 
omycetales; Prop 


ref|NR_024846.1 
2657714 265918 
ales; Propioniba 


’ 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


ref|NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


ref |NR_024838.1 
87 Microbispora 
ineae; Streptosp 
ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_024832.1 


eae; Nocardiacea 
ref |NR_024831.1 

2678696 268021 
ibacillus. 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref|NR_024825.1 


eae; Nocardiacea 
ref|NR_024821.1 


silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 


silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


eae; Planotetraspora. 


s: 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 
Anaeromusa 
8 Anaeromusa 
Anaeromusa. 

Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 

alba Bacteria; 

diaceae; Amycolatopsis. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Mycobacterium alvei 

cterium alvei Bacteria; 

aceae; Mycobacterium. 
Nocardioides 

3 Nocardioides 

ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 


ineae; 


Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Lentibacillus 
9 Lentibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 


2692168 269363 
Streptospo 


Planotetraspora 
9 Planotetraspora 
rangineae; 


348014 Bacteria_16S 2703715 2703780 31 96 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 
348014 Bacteria_16S 2705170 2705231 35 96 gi|219857185|ref|NR_024813.1| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

348014 Bacteria_16S 2708259 2708324 31 96 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 
348014 Bacteria_16S 2720167 2720228 35 96 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 


348014 Bacteria_16S 2721702 2721767 31 96 gi|219857174|ref|NR_024802.1| Sulfurovum 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

348014 Bacteria_16S 2724753 2724814 35 96 gi|219857172|ref|NR_024800.1| Longispora albida 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
348014 Bacteria_16S 2732423 2732484 35 96 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

348014 Bacteria_16S 2747139 2747200 35 96 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
348014 Bacteria_16S 2751498 2751559 35 96 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 
348014 Bacteria_16S 2752992 2753053 35 96 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
348014 Bacteria_16S 2754488 2754549 35 96 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
348014 Bacteria_16S 2756034 2756099 31 96 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
ToBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
348014 Bacteria_16S 2757602 2757667 31 96 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
348014 Bacteria_16S 2760553 2760614 35 96 gi| 219857146 |ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
348014 Bacteria_16S 2771064 2771125 35 96 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
348014 Bacteria_16S 2772604 2772665 35 96 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
348014 Bacteria_16S 2774139 2774200 35 96 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
348014 Bacteria_16S 2775677 2775738 35 96 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
348014 Bacteria_16S 2777214 2777275 35 96 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


348014 Bacteria_16S 2780236 2780301 31 96 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

348014 Bacteria_16S 2790806 2790867 35 96 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 


strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 


348014 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


348014 Bacteria_16S 


strain IFO 12513 


2796618 2796679 35 96 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2799661 2799722 35 


96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


348014 Bacteria_ 
strain IFO 13911 


6S 2801184 2801245 35 96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


348014 Bacteria_ 
strain IFO 14915 


6S 2802705 2802766 35 96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


348014 Bacteria_ 
strain IFO 12512 


6S 2804226 2804287 35 96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


348014 Bacteria_16S 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


348014 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


348014 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


348014 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


348014 Bacteria_16S 


strain JCM 3166 1 
Actinobacteria; A 
Planobispora. 


348014 Bacteria_16S 


parontospora subs 


Actinomycetales; 


348014 Bacteria_16S 


strain JCM 9312 1 
Actinobacteria; A 
Catenuloplanes. 


348014 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


348014 Bacteria_16S 


strain IMC S-0802 
Actinobacteria; A 


348014 Bacteria_16S 


strain MK703-102F 
Actinobacteria; A 


348014 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


saccharophila str 
saccharophila Bac 


348014 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


348014 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


Planomonospora parontospora subsp. 


2805748 2805809 35 96 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2807270 2807331 35 96 gi 
in IFO 14913 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2808792 2808853 35 96 gi 
in IFO 12511 16S ribosomal RNA, partia 


e; Actinoplanes. 
2819326 2819387 35 96 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 

2820819 2820880 35 


96 gi 


ctinobacteridae; Actinomycetales; Stre 
2822313 2822374 35 96 gi 
p- antibiotica strain JCM 3094 16S rib 
Streptosporangineae; 
2829896 2829957 35 


Streptosporangiac 
96 gi 


ctinobacteridae; Actinomycetales; Micr 


2831396 2831457 35 96 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2832934 2832995 35 96 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2834469 2834530 35 96 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2842103 2842164 35 96 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2849786 2849851 31 96 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2891509 2891570 35 96 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2899032 2899093 35 96 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


v 
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2905172 2905237 31 96 gi 


16S ribosomal RNA, partial sequence 2798665 28 


16S ribosomal RNA, partial sequence 2800187 28 


16S ribosomal RNA, partial sequence 2801710 28 


16S ribosomal RNA, partial sequence 2803231 28 


eria; Actinobacteria; Actinobacteridae; 


219857119 
al sequenc 
e; Actin 


219857117 
001 
omonospo 
219857116 
016 
omonospo 
219857115 
031 
omonospori 
219857114 
047 
omonospo 
219857113 
1 sequen 
; Actino 


19857112 
sequen 


2 
1 
; Actino 


219857111 
1 sequen 
; Actino 
19856911 
sequen 


2 
1 
e; Actin 


219856910 


6S ribosomal RNA, partial sequence 2819828 28212 


ptosporang 


219856909 
os 


eae; Plano 
219856904 


6S ribosomal RNA, partial sequence 2828900 28303 


omonospori 


219856903 
equence 
Actinomyc 


219856902 
28319 
ptomycinea 
219856901 
28334 
nebacterin 
219856896 
ce 28410 
naerobiace 
219856891 
sequence 
ria; Burkh 
219856862 
sequence 
Actinomyc 


219856857 
nce 28980 
ales; Prop 


219856853 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


omycet 


ri 


ri 


EL 
ce 


my’ 


ce 
my’ 


ce 
my 


ce 
omycet 


omal RNA, 
antibiotica Bacteria; Actinobacteria; 


ref|NR_024747.1 
e@ 2795622 279709 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 

2804752 280622 
cetales; Micromo 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


ref|NR_024732.1 
2818334 281977 
ales; Strept 


ref |NR_024731.1 
70 Planobispora 
ineae; Streptosp 
ref 


pa 


NR_024730.1 
rtial sequen 


mono 
ref 


spora. 
NR_024725.1 


neae; Micromono 


H s 


ref|NR_024724.1 
2830390 283187 
etales; Streptom 


ref |NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref |NR_024681.1 
2890502 289195 
etales; Micromon 


ref|NR_024676.1 
36 2899473 Microp 


ionibacterineae; 


ref|NR_024672.1 


Actinoplanes 
4 Actinoplanes 


ales; Micromonosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Planomonospora 
7 Planomonospora 


osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Streptomyces 
7 Streptomyces 
ycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Halanaerobium 
erobium fermentans 
m. 
Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Actinoplanes 
8 Actinoplanes 
osporineae; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Thermaerobacter 


2904128 290561 


5 Thermaerobacter 
Incertae Sedis; 


348014 Bacteria_16S 


strain SJS0289-JS 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
348014 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


348014 Bacteria_16S 


IFO 16102 16S rib 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


348014 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


348014 Bacteria_16S 


collinoides strai 
collinoides Bacte 


348014 Bacteria_16S 


strain IFO 16068 
Actinobacteria; A 


348014 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


348014 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


348014 Bacteria_16S 


macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 


348014 Bacteria_16S 


thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 


348014 Bacteria_16S 


thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 


348014 Bacteria_16S 


strain 10.268-1 1 
Actinobacteria; A 


348014 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


348014 Bacteria_16S 


strain IFO 15059 
Actinobacteria; A 


348014 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


348014 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


348014 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


348014 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


348014 Bacteria_16S 


strain HN3-7 16S 


Deinococcus-Thermus; 
348014 Bacteria_16S 


strain RF-4 16S r 


Deinococcus-Thermus; 


2906682 2906743 35 96 gi 
1 16S ribosomal RNA, partial sequence 


2938533 2938594 35 96 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 
2940052 2940113 35 
osomal RNA, partial sequence 


n 
2 

1 

; 


96 gi 
do 
2941573 2941634 35 96 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2943089 2943150 35 96 gi 
YU655-43 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Virgisporangium. 

2946191 2946252 35 96 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
2955174 2955235 35 96 gi 


ob 


ctinobacteridae; Actinomycetales; Cory 
2968810 2968871 35 96 gi 
in NM-1 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
eae; Microlunatus. 

2970338 2970399 35 96 gi 
AA-1042 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 

2977975 2978036 35 96 gi 
n A1201 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2979507 2979568 35 96 gi 
rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

2981042 2981103 35 96 gi 
rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
2985631 2985692 35 


ne 


ue 


v 


qu 
Ac 


ue 


v 


se 
ae 


v 


qu 


, 


96 gi 
ctinobacteridae; Actinomycetales; Cory 
2987153 2987214 35 96 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2988679 2988740 35 


ne 


ar 
da 
96 gi 
ctinobacteridae; Actinomycetales; Cory 
3008475 3008536 35 96 gi 
ccc Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3009980 3010041 35 96 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3012958 3013019 35 96 gi 


ne 


ar 
lo 


ue 
ba 


219856852 


ebacterin 
19856831 


219856830 
2939058 29405 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


348014 Bacteria_16S 219856829 


eq 
Actinomyc 


219856828 


219856826 
eq 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


219846945 


219846944 


219846938 
Actinomyc 


219846937 


219846936 
ae; 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 


219846932 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 
219846918 


219846917 


219846915 


n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 
3018961 3019026 31 
mal RNA, partial sequence 
ci; Thermales; Thermaceae; Thermus. 
3020484 3020549 31 96 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
3022006 3022071 31 96 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; 


96 gi 


gi 


Thermaceae; 


ue 


HY 


Actinomyc 


219846911 
3017969 3019430 The 


219846910 
3019481 30209 


29056 


sequence 
Actinomy 


nocardin 


uence 


ence 
inomycet 


uence 
acillace 
bacterin 
nce 


Actinomy 


ence 
tinomyce 


nce 


quence 
Actino: 


’ 


ence 
Actino: 


v 
bacterin 


tial seq 
e; Actin 


bacterin 


tial s 
spirul 


eq 
in 


nce 


cillacea 


nce 


rm 


hermus. 


T. 


219846909 
3021006 3022477 Thermus igniterrae Bacteria; 


ref 


eae; 
ref 


ref 


eae; 
ref 


etal 


ref 


ref 


ae; 
ref 


eae; 
ref 


ceta 
ref 
tale 
ref 
etal 
ref 
myce 
ref 
myce 
ref 
eae; 
ref 
uenc 
omyc 
ref 
eae; 
ref 
uenc 
a. 


ref 


e; L 
ref 


66 2907143 Willi 


2937540 29390 
ceta 


2940579 29420 
2942098 29435 


ales; 


2945130 29466 


2967820 29692 


2969338 297081 


2976976 297845 


2978510 29799 


2980041 29815 


3008942 301036 


NR_024671.1 
a 

Williamsiac 
NR_024650.1 
0 
n 


les; Pseudo 


NR_024649.1 


Actinosynne 
NR_024648.1 
4 
es; Micromon 
NR_024647.1 
6 


Micromonos 


v 
NR_024645.1 
7 
Lactobacillu 
NR_024639.1 


Gordoniacea 
NR_026537.1 
8 


les; Propion 


NR_026536.1 
s; Propionib 
NR_026530.1 


es; Streptom 
NR_026529.1 
9 
tales; Strep 
NR_026528.1 
vi 
Pp 


tales; Stre 


NR_026525.1 


Nocardiacea 
NR_026524.1 
e 298615 
etales; Cory 


NR_026523.1 
Gordoniacea 
NR_026510.1 
e 300750 
NR_026509.1 


actobacillus 
NR_026507.1 


Ww 


011945 301344 
etales; Propioni 


ref 
us oO 


NR_026503.1 
shimai Bacte 


ref|NR_026502.1 


hermus. 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Lactobacillus 
8 Lactobacillus 
Ss. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Microlunatus 

7 Microlunatus 

ibacterineae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Streptomyces 
9 Streptomyces 
ycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 


tomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Halospirulina 
4 3008891 Halospirulina 


Lactobacillus 
2 Lactobacillus 
Marmoricola 
1 Marmoricola 
bacterineae; 


Thermus oshimai strain 
ria; Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


ref|NR_026501.1 


Thermus igniterrae 


348014 Bacteria_16S 
polyisoprenivoran 
polyisoprenivoran 
Gor 
348014 Bacteria_16S 


Gordoniaceae; 


strain HKI 0136 1 


tabacinasalis Bac 


348014 Bacteria_16S 
propionica strain 
Proteob 
348014 Bacteria_16S 
gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 
348014 Bacteria_16S 


Bacteria; 


strain ATCC 25470 


Actinobacteria; Actinoba 
348014 Bacteria_16S 
salinarius strain 
salinarius Bacter 
348014 Bacteria_16S 
deleyianum strain 
Sulfurospirillum 
Campylobacteracea 
348014 Bacteria_16S 
arcachonense stra 
arcachonense Bact 


Sulfurospirillum. 


348014 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; Clost 


348014 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


348014 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


348014 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


348014 Bacteria_16S 


strain DSM 43678 


strain DSM 43311 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Microtetraspora. 
348014 Bacteria_16S 3253371 3253432 35 96 gi 


strain DSM 43764 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
348014 Bacteria_16S 3254869 3254930 35 96 gi 


strain DSM 43067 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
348014 Bacteria_16S 3256376 3256437 35 96 gi 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


348014 Bacteria_16S 


strain DSM 40297 


strain DSM 43377 


348014 Bacteria_16S 


dassonvillei subs 


3023539 3023600 35 96 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3040267 3040328 35 


96 gi 


3047935 3047996 35 96 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3081073 3081138 31 96 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3103582 3103643 35 96 gi 
in HR1-2 16S ribosomal RNA, partial se 
e; Verrucosispora. 

3105098 3105159 35 96 gi 
16S ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Stre 
3130693 3130754 35 96 gi 

SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3138079 3138144 31 96 gi 
Spirillum 5175 16S ribosomal RNA, par 
deleyia 
Sulfurospirillum. 

3159494 3159559 31 96 gi 
in F1F6 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


e; 


3203530 3203591 35 96 
ibosomal RNA, partial sequence 
ridia; 


gi 


Clostridiales; Veillonellaceae; 
3212538 3212603 31 96 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 
3229205 3229266 35 


96 gi 


ridia; Clostridiales; Clostridiales Fa 
3236823 3236884 35 96 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3250366 3250427 35 


, 


96 gi 


Stre 


6S 3251866 3251927 35 96 gi 


n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3257889 3257950 35 96 gi 
Stre 


3259401 3259462 35 96 gi 


Stre 


eria; Actinobacteria; Actinobacteridae; 


1 
er 


ne 


se 
ro 


ce 
el 


qu 


’ 


pt 


ue 
ia 


ti 


ue 
te 


s 


al 
te 


mi 


et 
e; 


pt 


pt 


pt 


pt 


s 
A 


pt 


pt 


219846908 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
348014 Bacteria_16S 
tabacinasalis str 


219846890 


219846868 


219846853 


219846852 


219846835 


219846830 


219846816 


219846786 
3202501 32039 


219846780 


219846768 
16S ribosomal RNA, partial sequence 3228194 32296 


219846763 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_1 219846753 


16S ribosomal RNA, partial sequence 3250880 32523 


219846752 
16S ribosomal RNA, partial sequence 3252379 32538 


219846751 
16S ribosomal RNA, partial sequence 3253877 32553 


219846750 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 219846748 
16S ribosomal RNA, partial sequence 3258396 32598 


Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 
sequence 
idae; Actino 
ref 
bacterineae; 
ref 
quence 
coccaceae; F 
ref 

30800 
lales; Desul 
ref 


Ww 


ence 
Actinomyceta 
ref 

31040 
omycineae; S 
ref 


w 


nce 


les; Halobac 
ref 


al sequence 


ref 


w 


nce 
ria; Campylo 
ref 


poromusa. 
ref 


sequenc 
ria; Campylo 


ref 


ly XI. Incer 
ref 
e sequen 


Actinomycet 
ref 


inea 
ref 


osporang 


osporanginea 
ref 

osporanginea 
ref 

osporanginea 
ref 


equence 
ctinomycetal 
ref 


inea 
ref 


osporang 


osporanginea 


3260911 3260972 35 96 gi 


p. 


219846747 
albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 


3022528 30239 


3046902 30484 


33 3081558 Desul 


102586 31040 


98 3105578 Strep 


129667 31310 


158497 31599 


e 3211554 32129 


00 Anaerococcus 


ce 3235806 32373 


26 Actinomadura 


21 Actinomadura 


3255372 32568 


45 Nocardiopsis 


56 Nocardiopsis 


NR_026500.1 
8 
mycetales; C 
NR_026488.1 


Gordoniacea 
NR_026482.1 
0 
acklamia. 
NR_026460.1 
f 
furellaceae; 
NR_026445.1 
4 
les; Micromo 
NR_026444.1 
it 
treptomyceta 
NR_026427.1 
4 
teroidaceae; 
NR_026422.1 

313708 


NR_026408.1 
2 
bacterales; 


NR_026378.1 


NR_026372.1 
7 
bacterales; 


NR_026360.1 


tae Sedis; A 
NR_026355.1 
2 
it 


ales; Strep 


NR_026346.1 


e; Streptosp 
NR_026345.1 
Streptos 


e; Pp 


NR_026344.1 


e; Thermomon 


NR_026343.1 


e; Thermomon 
NR_026342.1 
3 
s 


es; Strepto 


NR_026341.1 


e; Nocardiop 
NR_026340.1 


e; Nocardiop 


ref 


Gordonia 
4 Gordonia 
orynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Facklamia 
3 Facklamia 


Desulfurella 
urella propionica 
Desulfurella. 

Verrucosispora 
7 Verrucosispora 
nosporineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 

Halanaerobacter 
9 Halanaerobacter 

Halanaerobacter. 

Sulfurospirillum 
4 3138514 


num Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Anaerococcus octavius 


octavius Bacteria; 


naerococcus. 
Streptomyces 

0 Streptomyces 

omycineae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 


NR_026339.1 


Nocardiopsis 
3259907 3261367 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


348014 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


348014 Bacteria_16S 


strain DSM 44140 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


348014 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
348014 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


348014 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
348014 Bacteria_16S 


strain DSM 43040 
Actinobacteria; A 


348014 Bacteria_16S 


strain DSM 43039 
Actinobacteria; A 


348014 Bacteria_16S 


strain DSM 43151 
Actinobacteria; A 


348014 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


348014 Bacteria_16S 


strain DSM 44183 
Actinobacteria; A 


348014 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


348014 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


348014 Bacteria_16S 


DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 


348014 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
348014 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


348014 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


348014 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


3269909 3269974 31 96 
ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Le 

3321676 3321737 35 96 gi 


gi 


3324732 3324793 35 96 gi 

SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 

e; Dactylosporangium. 

3326259 3326320 35 96 gi 
43916 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


3327780 3327841 35 96 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 
3329299 3329360 35 96 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3330827 3330888 35 96 gi 
ctinobacteridae; Actinomycetales; Micr 
3332355 3332416 35 96 gi 


ctinobacteridae; Actinomycetales; Micr 
3333850 3333911 35 96 gi 


ctinobacteridae; Actinomycetales; Micr 
3335344 3335405 35 96 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
3336840 3336901 35 96 gi 
ctinobacteridae; Actinomycetales; Cory 
3338349 3338410 35 96 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3339861 3339922 35 96 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

3341385 3341446 35 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


96 gi 


3342912 3342973 35 96 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3344431 3344492 35 96 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3345959 3346020 35 96 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3347485 3347546 35 96 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


348014 Bacteria_16S 


coerulea DSM 4314 


pt 
ne 
qu 


ti 


en 
al 


al 
e; 


en 
al 


1 
; 


ne 


al 
e; 


re 
da 


nc 
al 


al 


e 
al 


ce 
al 


3349011 3349072 35 96 gi 
3 16S ribosomal RNA, partial sequence 


219846741 
3268876 32703 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


348014 Bacteria_16S 219846702 


219846701 


219846700 


219846699 


219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
omonospori 
219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
omonospori 
219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
omonospori 
219846695 


219846694 
16S ribosomal RNA, partial sequence 3335845 33373 


219846693 


219846692 


219846690 
3340376 3341852 Micro 
omonospori 


219846689 


219846688 


219846687 


219846686 


219846685 


ref |NR_026333.1 
othrix. 
ref |NR_026297.1 
bacterineae; Gordoniace 
ref |NR_026294.1 
3323723 332519 
les; Micromonosp' 


ence 
nomyceta 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ce 33252 
es; Micr 


ref|NR_026292.1 
sequence 3326771 332823 
Actinomycetales; Micro 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ce 33282 
es; Micr 


ref|NR_026290.1 


neae; Micromonos 
ref |NR_026289.1 
neae; Micromonos 
ref |NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref |NR_026287.1 

3334351 333579 
cetales; Micromo 


sequence 
Actinomy 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026285.1 
sequence 3337354 333881 
Actinomycetales; Coryne 


bacterin 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


ial sequ 
e; Actin 


ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


v 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


33419 
Micr 


e 
es; 


ref |NR_026280.1 
22 3344899 Microm 
omonosporineae; 


33434 
es; Micr 
ref |NR_026279.1 
50 3346425 Microm 
omonosporineae; 


33449 
es; Micr 
ref |NR_026278.1 
76 3347951 Microm 
omonosporineae; 


33464 


es; Micr 


ref|NR_026277.1 
3348002 3349477 Microm 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 
a 


e; Gordonia. 

Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Micromonospora 
onospora inositola 
Micromonosporaceae; 


Micromonospora 
onospora aurantiaca 
Micromonosporaceae; 


Micromonospora 
onospora halophytica 
Micromonosporaceae; 


Micromonospora 
lonospora coerulea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


348014 Bacteria_16S 
longisporum strai 
longisporum Bacte 


Streptosporangiac 


348014 Bacteria_16S 
claviforme strain 
claviforme Bacter 


Streptosporangiac 


348014 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


348014 Bacteria_16S 


album strain DSM 


Bacteria; Actinob 
Streptosporangium. 
348014 Bacteria_16S 


lacunarum strain 


lacunarum Bacteri 
348014 Bacteria_16S 


saccharolyticum s 


Halanaerobiales; 


348014 Bacteria_16S 


strain DSM 44015 


Bacteria; Actinob 
348014 Bacteria_16S 
chliarophilus str 


chliarophilus Bac 


348014 Bacteria_16S 
strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 
ni 
219846613 
en 


Fusobacteria; Fus 


348014 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


348014 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


348014 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


348014 Bacteria_16S 


strain DSM 9442 1 
Thermotogae; Ther 


348014 Bacteria_16S 


strain DSM 43205 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
348014 Bacteria_16S 


strain DSM 4954 1 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


348014 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


348014 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


348014 Bacteria_16S 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 


Halanaerobium saccharolyticum subsp. 


3367490 3367551 35 96 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3368990 3369051 35 96 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 

3370486 3370547 35 96 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3371985 3372046 35 96 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


Ac 


nc 
al 


3373497 3373558 35 96 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3376568 3376629 35 96 gi 
senegalense strain DSM 7379 16S 


al 
ubsp. 


Halanaerobium. 
3381149 3381210 35 96 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
3390203 3390268 31 96 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3391710 3391771 35 96 gi 


Halanaerobiaceae; 


al 


obacteriales; Fusobacteriaceae; Propio 
3445398 3445459 35 96 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3448454 3448515 35 96 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3450021 3450082 35 96 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


ne 


s 
Ac 


’ 


al 


3451598 3451659 35 96 gi 
motogales; Thermotogaceae; 
3472920 3472981 35 


Thermotoga. 
96 gi 


ne 
3474455 3474516 35 
16S ribosomal RNA, 


96 gi 
complete sequence 
ne 
3475978 3476039 35 96 gi 
ne 
3477504 3477565 35 96 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3485000 3485061 35 


al 
e; 
96 gi 
Stre 
3486567 3486628 35 96 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3491195 3491256 35 96 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 


pt 
s 


v 


se 
Ac 


, 


219846672 
s 
Actinomyc 


219846671 
se 


219846670 
ue 
in 


219846669 


219846668 
qu 


219846666 
ri 
senegalense Bacteria 


219846662 


219846652 


219846651 


219846611 


219846610 


219846609 
6S ribosomal RNA, partial sequence 3450571 34520 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


348014 Bacteria_16S 219846593 


219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


348014 Bacteria_16S 219846591 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


348014 Bacteria_16S 219846585 


Actinomyc 


219846582 


NR_026264.1 
3366504 336795 
etales; Streptos 


equence 


NR_026263.1 
3368004 336944 
tales; Streptosp 


quence 
tinomyce 


NR_026262.1 
3369499 337094 
es; Streptospora 


nce 
omycetal 


ref|NR_026261.1 
99 3372445 Strept 
ptosporangineae; 


e 
es; 


33709 
Stre 


ref |NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref |NR_026258.1 
RNA, partial seq 
Firmicutes; 


ence 


es; Halo 


bosomal 


v 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026244.1 
nce 338924 
s; Thermaceae; 
ref |NR_026243.1 


33801 
es; Cory 
al seque 
Thermale 


genium. 
ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref |NR_026203.1 

3447437 344895 
tales; Streptomy 


ce 34443 
llaceae; 


equence 
tinomyce 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


34490 
es; Stre 


ref|NR_026201.1 


ref|NR_026186.1 


bacterineae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026184.1 


34734 
bacterin 


bacterineae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 


ales; Coryne 


sequenc 
Actinomycet 


ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


omycinea 


equence 


quence 


tinomycetale 


3492733 3492794 35 96 gi 


219846581 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Halanaerobium 
uence 3375527 3377012 


Clostridia; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Succiniclasticum 
iclasticum ruminis 
m. 

Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 

ycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


ref|NR_026173.1 
3491744 349320 


Mycobacterium 
9 Mycobacterium 


chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 
348014 Bacteria_ 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


348014 Bacteria_ 
strain DSM 44070 


Bacteria; Actinob 


Thermocrispum. 
348014 Bacteria_ 
glomerans strain 


glomerans PW2 Bac 
Coriobacteriaceae 


348014 Bacteria_ 
strain NCFB 3026 
Fusobacteria; 
348014 Bacteria_ 


faecium strain AC 
Firmicu 


Bacteria; 
348014 Bacteria_ 


strain Anox B 16S 
B 
348014 Bacteria_16S 


Proteobacteria; 


hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 


348014 Bacteria_16S 


Fus 


Mycobacterium. 

16S 3494280 3494341 35 96 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

16S 3495660 3495721 35 96 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


16S 3497196 3497257 35 96 gi 
DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; Coriobacteridae 
; Coriobacterium. 

16S 3500187 3500248 35 


, 


96 gi 
obacteriales; Fusobacteriaceae; Cetoba 
16S 3585487 3585548 35 96 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
16S 3590130 3590195 31 96 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Id 
3608510 3608571 35 96 gi 
ATCC 9874 16S ribosomal RNA, partial s 


Mycobacterium. 


3614535 3614596 35 96 gi 


al 


en 
ne 
219846516 
3589120 35906 
eo 
219846500 
eq 
a; Actinobacteria; Actinobacteridae; Act 


219846580 
se 
Ac 


quence 


219846579 
34946 
Pseu 


es; 


219846578 
eq 


uence 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 
ct 
219846519 
ce 35844 


erium. 


llaceae; 


nella. 


uence 


219846496 


tinomyce 


Coriobac 


inomycet 


strain NCFB 2890 
Firmicutes; Lacto 
348014 Bacteria_16S 
strain 1066 16S ribosomal 
Actinobacteria; Actinobac 
348014 Bacteria_16S 
komossense strain Ko2 16S 
Bacteria; Actinobacteria; 


16S ribo 
bacillal 


3616082 3616143 35 


3617593 3617654 35 


somal RNA, partial sequence 3613485 36150 
es; Carnobacteriaceae; Alloiococcus. 

96 gi|219846495 
RNA, partial sequence 3615060 36165 
teridae; Actinomycetales; Coryne 
96 gi|219846494 
ribosomal RNA, partial sequence 36165 


Actinobacteridae; Actinomycetales; 


bacterin 


Cory 


Mycobacterium. 


348014 Bacteria_16S 
periodonticum str 


periodonticum Bac 


348014 Bacteria_16S 


nucleatum subsp. 


Fusobacteriaceae; 


348014 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


348014 Bacteria_16S 


subsp. paratuberc 


avium subsp. para 
Corynebacterineae 
348014 Bacteria_16S 
strain 3015 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
348014 Bacteria_16S 


strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 


348014 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


348014 Bacteria_16S 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


348014 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


348014 Bacteria_16S 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Fusobacterium nucleatum subsp. 


3619011 3619072 35 96 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3620392 3620453 35 96 gi 
animalis strain NCTC 12276 16S ribosomal 
animalis Bacteria; 
Fusobacterium. 

3621773 3621834 35 96 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; Fuso 
3623222 3623283 35 96 gi 
ulosis strain 5617 16S ribosomal RNA, 

tuberculosis Bacteria; Actinobacteria; 
; Mycobacteriaceae; Mycobacterium; Myc 
3624723 3624784 35 96 gi 
ibosomal RNA, partial sequence 


v 


3626268 3626329 35 96 gi 
16S ribosomal RNA, complete sequence 


acteria; Actinobacteridae; Actinomycetal 


3635515 3635580 31 96 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3637013 3637074 35 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ob 


al 


3638552 3638613 35 96 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3640104 3640165 35 


s 


’ 


96 gi 


Streptomyces. 


v 


ba 


pa 


ne 


id 


219846493 
se 
Fu 


quence 


219846491 


partial 


36252 


es; Cory 


219846482 


36345 
acterale 


219846481 


36360 


es; Cory 


219846480 


equence 
ae; Acti 


219846479 


sobacter 
219846492 
RNA, pa 
Fusobacteria; 


cteriale 
219846490 
rtial se 
Actinobac 
obacterium avi 
219846489 
3623734 36252 
bacterin 


219846488 


ref|NR_026172.1 
3493260 349458 
tales; Pseudonoc 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref|NR_026170.1 
3496207 349764 
teriales; Coriob 


ref|NR_026168.1 
73 Cetobacterium 


ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026108.1 


NR_026092.1 
3607525 360892 
ales; Corynebact 


v 


ref|NR_026088.1 
09 Alloiococcus 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


ref|NR_026085.1 
3618078 361940 
iaceae; Fusobact 
ref |NR_026084.1 
rtial sequence 


ref 
sequ 
S; F 
ref 
quen 
teri 


NR_026083.1 
ence 362084 
usobacteriac 
NR_026082.1 
ce 362222 
dae; Actinom 
um complex ( 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; M 


ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


ref|NR_026072.1 
3637554 363905 
nomycetales; Str 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum 
crispum agreste 
seudonocardiaceae; 


agreste 


Coriobacterium 
1 Coriobacterium 
acterineae; 


Cetobacterium ceti 
ceti Bacteria; 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Alloiococcus otitis 


otitis Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 

Mycobacterium avium 
1 3623683 Mycobacterium 
ycetales; 

MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Streptomyces 
3 Streptomyces 
eptomycineae; 


ref |NR_026071.1 


363910 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


348014 Bacteria_16S 3647704 3647769 31 96 
strain Inkinen 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


348014 Bacteria_16S 3664606 3664667 35 96 


bohemicum strain 


Mycobacteriaceae; Mycobacterium. 

348014 Bacteria_16S 3676787 3676848 35 
congolense strain 
congolense Bacteria; 
348014 Bacteria_16S 


96 


Firmicutes; Clostridia; 


3679878 3679939 35 96 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 


Rickettsia; spotted fever group. 


348014 Bacteria_16S 3697873 3697938 31 96 


strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 36983 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


348014 Bacteria_16S 3703939 3703988 31 80 


anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequen 
Flavobacteria; 


anatipestifer Bacteria; Bacteroidetes; 


348014 Bacteria_16S 3712950 3713011 35 96 


auranticolor strain 253 16S ribosomal RNA, partial sequence 37119 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 


348014 Bacteria_16S 3714411 3714472 35 96 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 
348014 Bacteria_16S 3721953 3722014 35 
hassiacum strain 


96 


Mycobacterium. 


348014 Bacteria_16S 3725005 3725066 35 96 


verrucosospora strain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3726467 3726528 35 


Thermomonosporaceae; 


348014 Bacteria_16S 96 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3727919 3727980 35 


Thermomonosporaceae; 


348014 Bacteria_16S 96 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Streptosporang 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 


348014 Bacteria_16S 3729373 3729434 35 96 gi|219846415 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Acti 
Thermomonosporaceae; Actinomadura. 

348014 Bacteria_16S 3730831 3730892 35 96 gi|219846414 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinocorallia. 

348014 Bacteria_16S 3732287 3732348 35 96 gi| 219846413 


strain IFO 14679 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
348014 Bacteria_16S 


3733748 3733809 35 96 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3735207 3735268 35 


Thermomonosporaceae; 
348014 Bacteria_16S 
subsp. 
subsp. 
Streptosporangiaceae; Microbispora. 
348014 Bacteria_16S 3736666 3736727 35 
strain IFO 14097 
Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 3738126 3738187 35 96 
strain IFO 14525 
Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 3739590 3739651 35 96 


96 


96 


DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


SEBR 4224 16S ribosomal RNA, partial 
Halanaerobiales; 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 3731323 37327 
Streptosporang 


aerata strain P132 16S ribosomal RNA, partial sequence 
aerata Bacteria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 3735706 37371 
Streptosporang 


16S ribosomal RNA, partial sequence 3737165 37385 
Streptosporang 


gi|219846473 
3646715 36481 
Helicob 


gi|219846462 


219846453 
sequence 
Hal 
219846451 


gi 


gi 


gi|219846438 
Helicob 
gi|219846434 
Flavobacter 
gi|219846428 
Micr 


gi| 219846427 


Actino: 
219846420 


37209 
Cory 


gi 


219846418 
sequence 
Actino: 


gi 


219846417 
sequenc 
Actinom 


gi 


gi|219846416 


gi| 219846412 


Actinomy 


Rickettsiales; 


ref|NR_026065.1 
55 Helicobacter 
acteraceae; 
ref|NR_026054.1 


ales; 


ref |NR_026044.1 
3675717 36772 
anaerobiaceae; 

ref |NR_026042.1 


ref|NR_026029.1 
08 Helicobacter 
acteraceae; 
ref|NR_026025.1 
ce 3702915 37043 
iales; 
ref|NR_026019.1 


omonosporineae Hi 


NR_026018.1 


mycetales; 


ref|NR_026011.1 


ref|NR_026009.1 
mycetales; 
ref|NR_026008.1 
e 3725501 37269 
ycetales; 
ref |NR_026007.1 
59 Actinomadura 
ineae; 
ref|NR_026006.1 
nomycetales; 
ref|NR_026005.1 
tales; 
ref|NR_026004.1 
31 Actinomadura 
ineae; 
ref|NR_026003.1 


cetales; 


gi|219846411 


gi|219846410 


gi|219846409 


Actinomycetales; 


ref|NR_026002.1 


ref|NR_026001.1 
14 Nonomuraea sp 
ineae; 
ref|NR_026000.1 
77 Nonomuraea re 
ineae; 


gi| 219846408 


ref |NR_025999.1 


0 
Flavobacteriaceae; 


3734241 3735655 Microbispora 
Streptosporangineae; 


Helicobacter salomonis 
salomonis Bacteria; 


Helicobacter. 


Mycobacterium 


3663577 3665092 Mycobacterium 
Corynebacterineae; 


Halanaerobium 
4 Halanaerobium 


4 
Halanaerobium. 


Rickettsia 


3678896 3680323 Rickettsia 
Rickettsiaceae; 


Rickettsieae; 


Helicobacter trogontum 
trogontum Bacteria; 


Helicobacter. 


Riemerella 
0 Riemerella 
Riemerella. 
Actinoplanes 


82 3713392 Actinoplanes auranticolor 


Micromonosporaceae; 


Actinoplanes 


3713443 3714853 Actinoplanes 
Micromonosporineae; 


Mycobacterium 


52 3722442 Mycobacterium hassiacum 
nebacterineae; Mycobacteriaceae; 


Actinomadura 


3724040 3725450 Actinomadura 
Streptosporangineae; 


Actinomadura 


06 Actinomadura 
Streptosporangineae; 


Actinomadura macra 
macra Bacteria; 


Thermomonosporaceae; 


Actinomadura 


3728410 3729818 Actinomadura 
Streptosporangineae; 


Actinocorallia 


3729869 3731272 Actinocorallia 
Streptosporangineae; 


Actinomadura coerulea 
coerulea Bacteria; 


Thermomonosporaceae; 


Actinomadura 


3732782 3734190 Actinomadura 
Streptosporangineae; 


Microbispora rosea 


rosea 


Nonomuraea spiralis 
iralis Bacteria; 


Streptosporangiaceae; Nonomuraea. 


Nonomuraea recticatena 
cticatena Bacteria; 


Streptosporangiaceae; Nonomuraea. 


Nonomuraea polychroma 


strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 3740040 Nonomuraea polychroma Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosporangiaceae; Nonomuraea. 


348014 Bacteria_16S 
niveoalba strain 


3741055 3741116 35 


Microtetraspora. 
348014 Bacteria_16S 
strain T/457 16S 


3742519 3742580 35 


Microtetraspora. 
348014 Bacteria_16S 
strain IFO 14094 


3743980 3744041 35 


348014 Bacteria_16S 
strain 104 


3745448 3745509 35 


348014 Bacteria_16S 
strain IFO 13155 


3746907 3746968 35 


348014 Bacteria_16S 
strain IFO 14745 


3748370 3748431 35 


348014 Bacteria_16S 3778624 3778685 35 96 gi|219846378|ref|NR_025969.1 
strain SL1 16S ribosomal RNA, partial sequence 3777587 37790 

Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

348014 Bacteria_16S 3781598 3781659 35 96 gi|219846376|ref|NR_025967.1 
strain RB 16S ribosomal RNA, partial sequence 3780594 37820 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

348014 Bacteria_16S 3802627 3802692 31 96 gi|219846361|ref|NR_025952.1 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter 


Proteobacteria; Epsilonproteobacteria; 
348014 Bacteria_16S 
helveticus strain 
Bacteria; 
348014 Bacteria_16S 
strain ATCC 29543 
Bacteria; 
348014 Bacteria_16S 


3808681 3808746 31 


3817966 3818031 31 


3819489 3819554 31 


96 


Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


96 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


96 


96 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


96 


96 


Campylobacterales; 


96 


96 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


96 


strain 165 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; 


348014 Bacteria_16S 3821023 3821088 31 


acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


acinonychis Bacteria; 
Helicobacter. 
348014 Bacteria_16S 


3822551 3822616 31 


Campylobacterales; 


96 


96 


strain ST1l 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; 
348014 Bacteria_16S 


3827133 3827198 31 


Campylobacterales; 


96 


strain CS1 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


348014 Bacteria_16S 3828696 3828757 35 


hominis strain 6573 16S ribosomal RNA, partial sequence 


Bacteria; 


348014 Bacteria_16S 3846742 3846803 35 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; 


Rickettsia; spotted fever group. 
348014 Bacteria_16S 3848232 3848293 35 


strain ATCC VR-611 16S ribosomal RNA, partial sequence 


Bacteria; 
spotted fever group. 


348014 Bacteria_16S 3849722 3849783 35 


96 


96 


gi|219846407 


gi| 219846406 
3741557 37429 


gi|219846405 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846404 
3744485 37458 


gi| 219846403 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219846402 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846357 


D5248 16S ribosomal RNA, partial sequence 38076 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 


219846351 
38169 


gi 


Campylobacterales; Helicobactera 


gi| 219846350 
3818485 38199 
gi|219846349 


gi| 219846348 
3821543 38230 


gi|219846345 
3826129 38276 


219846344 
38276 


gi 


Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


gi| 219846331 


complete sequence 


96 


Proteobacteria; Alphaproteobacteria; Rickettsiales; 


96 


strain Mtul 16S ribosomal RNA, partial sequence 


fever group. 


348014 Bacteria_16S 3854278 3854343 31 


96 


strain SS-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


348014 Bacteria_16S 3869446 3869511 31 


nitrofigilis strain CI 16S ribosomal RNA, partial sequence 


Bacteria; 
348014 Bacteria_16S 


3870957 3871022 31 


96 


96 


219846330 
38472 
Ric 


gi 


gi| 219846329 
3848728 38501 


gi| 219846326 
3853246 38547 


219846316 
38684 


gi 


Proteobacteria; Epsilonproteobacteria; Campylobacterale 


gi|219846315 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 


Streptosporangineae; 


Helicobacteraceae; 


Helicobacteraceae; 


Campylobacterales; H 


Helicobacteraceae; 


Helicobacteraceae; 


Rickettsiales; 


ref|NR_025998.1 


ref|NR_025997.1 
Streptosp 
ref 


NR_025996.1 


Streptosp 
NR_025995.1 


ref 


Streptosp 
ref |NR_025994.1 
Streptosp 


ref |NR_025993.1 


Heli 
ref |NR_025948.1 
88 3809126 Campyl 


ref |NR_025942.1 
54 3818434 Woline 


ref|NR_025941.1 
57 Helicobacter 
Heli 
NR_025940.1 

382000 


ref 


ref |NR_025939.1 
20 Helicobacter 
Heli 
ref|NR_025935.1 
02 Helicobacter 
Heli 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_025921.1 
3845748 384718 
Ricket 


ref |NR_025920.1 
38 3848677 Ricket 
kettsiaceae; Ric 


ref |NR_025919.1 


ref |NR_025916.1 


ref|NR_025906.1 
19 3869879 Arcoba 
s; Campylobacter 


Microtetraspora 


3740091 3741506 Microtetraspora niveoalba 
Streptosporangineae; 


Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 
Streptosporangineae; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 
Streptosporangineae; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 
Streptosporangineae; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 
Streptosporangineae; 


orangiaceae 7 Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 

Campylobacter 

obacter helveticus 

aceae; Campylobacter. 
Wolinella succinogenes 

lla succinogenes 

ceae; Wolinella. 

Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 

Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 
Rickettsia 

7 Rickettsia 

tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


Rickettsia; spotted 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Arcobacter 
cter nitrofigilis 
aceae; Arcobacter. 


ref|NR_025905.1 
3869930 387139 


Arcobacter 
1 Arcobacter 


cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Arcobacter. 


348014 Bacteria_16S 


strain YT-1 16S r 


Deinococcus-Thermus; 
348014 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


strain IFO 15474 


Herbidospora. 


348014 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


348014 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 


strain ATCC 25495 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptomyces. 

348014 Bacteria_16S 3922976 3923037 35 96 gi|219846279|ref|NR_025869.1 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 392347 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

348014 Bacteria_16S 3924556 3924617 35 96 gi|219846278|ref|NR_025868.1 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 392352 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

348014 Bacteria_16S 3926137 3926198 35 96 gi| 219846277 |ref|NR_025867.1 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 392511 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

348014 Bacteria_16S 3927717 3927778 35 96 gi|219846276|ref|NR_025866.1 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 392822 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

348014 Bacteria_16S 3929298 3929359 35 96 gi|219846275|ref|NR_025865.1 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
348014 Bacteria_16S 3935236 3935297 35 96 gi|219846270|ref|NR_025860.1 


strain Karp 16S r 


acidophilum strai 
Bacteria; Aquific 


348014 Bacteria_16S 


strain ATH 2.2.1 


Proteobacteria; B 


348014 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


348014 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


348014 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


348014 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


348014 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 


3878683 3878748 31 96 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3897371 3897432 35 96 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
3901786 3901847 35 96 gi 


gi 


Stre 


3918260 3918321 35 96 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 

3919814 3919875 35 
16S ribosomal RNA, 


96 gi 
complete sequence 
Stre 
96 gi 
complete sequence 


3921395 3921456 35 
16S ribosomal RNA, 


ibosomal RNA, partial sequence 


3957312 3957373 35 96 gi 
n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
3961842 3961907 31 96 gi 


etaproteobacteria; Burkholderiales; Ru 
4031873 4031934 35 96 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4033423 4033484 35 96 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034977 4035038 35 96 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4039453 4039514 35 96 gi 
LTA-388 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

Mycobacterium. 

4051497 4051558 35 96 gi 
n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


348014 Bacteria_16S 


4061970 4062031 35 96 gi 


219846310 
3877677 38791 


219846297 
ce 


219846294 
16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; pt 
219846282 
al 
ae; 


219846281 


pt 
219846280 


3934247 39357 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
348014 Bacteria_16S 


ke 
219846254 
en 
no 
219846251 
16S ribosomal RNA, partial sequence 3960828 39622 
brivivax. 

219846202 


ales; 
219846201 


al 
219846200 
rt 
e; 


219846197 
qu 
Ac 
219846186 
qu 


219846178 


ref|NR_025900.1 


Thermus. 
ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref |NR_025884.1 
68 Herbidospora 
ineae; Streptos 


38963 


Tetrageno 


osporang 


ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 


sequenc 
; Actino 
ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 


39187 
omycinea 


39203 


ttsiaceae; Rickettsieae; 
ref |NR_025844.1 
ce 3956275 3957710 Hydrog 


baculum. 


ref|NR_025841.1 


ref|NR_025792.1 
56 4032350 Glycom 
omycineae; Glyco 
ref|NR_025791.1 
01 4033899 Glycom 
omycineae; Glyco 
ref|NR_025790.1 
ial sequence 403395 
Actinomycet Glycom 


40308 
Glyc 


40324 


es; Glyc 


ales; 


ref|NR_025787.1 
4038441 403994 
tales; Corynebac 


ence 
tinomyce 


ref|NR_025776.1 
4050504 405187 
etales; Propioni 


ence 


Actinomyc 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Herbidospora cretacea 


cretacea Bacteria; 
Pp 


orangiaceae; 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 

Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


mycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Hydrogenobaculum 
enobaculum acidophilum 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Glycomyces algeriensis 
yces algeriensis 
mycetaceae; Glycomyces. 
Glycomyces arizonensis 
yces arizonensis 
mycetaceae; Glycomyces. 
Glycomyces 
0 4035456 Glycomyces 
ycineae; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Nocardioides 
7 Nocardioides 
bacterineae; 


ref|NR_025768.1 


Nocardiopsis salina 


strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


348014 Bacteria_16S 4063498 4063559 35 96 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

348014 Bacteria_16S 4074105 4074166 35 96 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

348014 Bacteria_16S 4075594 4075655 35 96 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

348014 Bacteria_16S 4080261 4080322 35 96 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

348014 Bacteria_16S 4110312 4110373 35 96 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
348014 Bacteria_16S 4111878 4111939 35 96 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
348014 Bacteria_16S 4116331 4116392 35 96 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

348014 Bacteria_16S 4127081 4127142 35 96 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
348014 Bacteria_16S 4148726 4148787 35 96 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

348014 Bacteria_16S 4182508 4182569 35 96 gi|219846089|ref|NR_025679.1| Fusobacterium 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

348014 Bacteria_16S 4190084 4190149 31 96 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

348014 Bacteria_16S 4202049 4202110 35 96 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

348014 Bacteria_16S 4203547 4203608 35 96 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
348014 Bacteria_16S 4205095 4205156 35 96 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

348014 Bacteria_16S 4209641 4209702 35 96 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

348014 Bacteria_16S 4211154 4211215 35 96 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

348014 Bacteria_16S 4217317 4217378 35 96 gi|219846063|ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

348014 Bacteria_16S 4218801 4218862 35 96 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

348014 Bacteria_16S 4227914 4227979 31 96 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

348014 Bacteria_16S 4233960 4234021 35 96 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
348014 Bacteria_16S 247742 247798 35 91 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 


strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 248217 Thermotoga hypogea Bacteria; 


Thermotogae; Thermotogale 


s; Thermotogaceae; 


Thermotoga. 


348014 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


348014 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


348014 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


348014 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


348014 Bacteria_16S 


strain SL24 16S r 
Thermotogae; Ther 


348014 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


348014 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


348014 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


348014 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


348014 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


348014 Bacteria_16S 


antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 


348014 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


348014 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


348014 Bacteria_16S 


256716 256776 31 91 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
451699 451751 44 96 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
505408 505460 44 96 gi 
ribosomal RNA, partial sequence 


603989 604049 37 96 gi 
16S ribosomal RNA, partial sequence 
cales; Desulfurobacteriaceae; Thermovi 
614701 614753 44 96 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1335692 1335744 44 96 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1813590 1813642 44 96 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1916982 1917034 44 96 gi 

16S ribosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermosipho 
2783170 2783234 32 96 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2828416 2828468 44 96 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
420814 420877 35 98 gi 
KM Ac-2118 16S ribosomal RNA, partial 

Actinobacteria; Actinobacteridae; Ac 


v 


935092 935155 33 96 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
936618 936681 33 96 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2594510 2594571 35 96 gi 


450666 45216 


504361 50587 


motogales; Thermotogaceae; Thermosipho. 


613678 61515 


1334683 13361 


1812567 18140 


2782197 27836 


2827347 28288 


935581 93704 


265678891 
ence 25570 
riales; Bu 
265678753 


265678715 


265678649 
60290 

brio. 

265678642 


228721489 


219878327 


219878250 
19159 


219857128 


otrichacea 
219856905 


265678774 
sequence 
tinomyceta 


265678422 
e 93405 
brionales; 
265678421 


Bacteriov 
219857272 


ref |NR_029199.1 
3. 257168 Burkho 
rkholderiaceae; 
ref|NR_029058.1 


ref|NR_029020.1 


ref|NR_028954.1 
5 604369 Thermo 


ref |NR_028947.1 


ref |NR_027612.1 


ref |NR_025466.1 


ref|NR_025389.1 
11 1917433 Thermo 
ref 


NR_024756.1 


hiothrix. 
NR_024726.1 


e7° TD. 
ref 


ref 
4 
les; 


NR_029079.1 
19777 421277 
Micrococcin 


ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_029363.1 


ref |NR_029347.1 
ce 36384 37736 
acterales; Rhodo 
ref |NR_029346.1 

39128 Sulfit 
aceae; Sulfitoba 
ref |NR_029320.1 

77090 78536 


fobacterales; De 


ref |NR_029273.1 
aceae; Marinovum 
ref|NR_029215.1 

232719 234184 
acterales; Rhodo 


ref 
nce 
hodo. 


NR_029197.1 
258782 
bacterales; 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
348014 Bacteria_16S 12955 12981 31 57 gi| 265679055 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 
348014 Bacteria_16S 37337 37363 31 57 gi| 265679039 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequen 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Sulfitobacter. 

348014 Bacteria_16S 38740 38766 31 Bi gi| 265679038 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
348014 Bacteria_16S 78127 78153 31 57 gi| 265679012 
joergensenii strain B331 16S ribosomal RNA, partial sequence 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulfospira. 

348014 Bacteria_16S 146603 146629 31 57 gi| 265678965 
strain FF3 16S ribosomal RNA, partial sequence 145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
348014 Bacteria_16S 233711 233737 31 57 gi| 265678907 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Rhodobacter. 

348014 Bacteria_16S 259737 259763 31 57 gi| 265678889 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial seque 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; R 
Ruegeria. 

348014 Bacteria_16S 283863 283889 31 57 gi| 265678871 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Thermosipho geolei 
sipho geolei Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 
Desulfospira 
Desulfospira 
sulfobacteraceae; 


Marinovum algicola 


3 Marinovum algicola Bacteria; 


Rhodobacter 
Rhodobacter 
bacteraceae; 


Ruegeria 
260120 Ruegeria 


Rhodobacteraceae; 


Desulfobacter 


ref |NR_029177.1 
282818 284333 


Desulfobacter 


vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfobacter. 


348014 Bacteria_16S 
strain B 16S ribo 
Alphaproteobacter 
348014 Bacteria_16S 
hongkongensis str 


hongkongensis Bac 
Loktanella. 


348014 Bacteria_16S 
strain A3 16S rib 
Proteobacteria; Alphaproteobacteria; 
348014 Bacteria_16S 


strain HTCC2597 1 


348014 Bacteria_16S 
kentuckyensis str 


kentuckyensis Bac 
Pseudonocardiacea 


350891 350917 31 57 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
somal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

358152 358178 31 57 gi|265678816|ref|NR_029121.1] Loktanella 
ain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

365685 365711 31 57 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
osomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 

Rhodobacterales; Rhodobacteraceae; Salipiger. 

379246 379272 31 57 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 

6S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

437942 437988 35 81 gi|265678763|ref|NR_029068.1| Amycolatopsis 
ain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 
440986 441032 35 81 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 


348014 Bacteria_16S 


strain PUPA-2 16S 


ribosomal RNA, partial sequence 


439970 44147 


6 Mesoplasma photuris Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

348014 Bacteria_16S 477545 477571 31 Sy gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

348014 Bacteria_16S 503847 503873 31 57 gi|265678716|ref|NR_029021.1]| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

348014 Bacteria_16S 572441 572467 31 57 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

348014 Bacteria_16S 584394 584420 31 57 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

348014 Bacteria_16S 696624 696650 31 57 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

348014 Bacteria_16S 737409 737455 35 81 gi|265678556|ref|NR_028860.1| Entomoplasma lucivorax 


strain PIPN-2 16S 
Tenericutes; Moll 


348014 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


348014 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


348014 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


348014 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


348014 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


348014 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


348014 Bacteria_16S 


strain DSS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
348014 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


348014 Bacteria_16S 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


982654 982700 35 
S ribosomal RNA, 
icutes; Entomoplasmatales; 
1155639 1155705 30 


81 gi 


96 


736380 73789 


929371 93083 
hodobacter 


complete sequence 981620 98314 
Entomoplasmataceae; 


7 Entomoplasma 


acea 
ref 
1 Entomoplasma 
ntomoplasma. 

ref 


e; Ruegeria 
265678389 


E 
253680753 


gi 


NR_028691.1 


NR_028001.1 


lucivorax Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

779329 779355 31 57 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 

848107 848133 31 57 gi| 265678481 |ref|NR_028784.1| Paracoccus 
in GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

882646 882692 35 81 gi| 265678456 |ref|NR_028758.1| Catellatospora 
LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 

888786 888832 35 81 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
-1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

890278 890324 35 81 gi| 265678451 |ref|NR_028753.1| Actinomadura 
rain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

928877 928903 31 57 gi|265678426|ref|NR_028728.1| Roseovarius 
n ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseovarius nubinhibens 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

930361 930387 31 57 gi|265678425|ref|NR_028727.1| Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Entomoplasma freundtii 
freundtii Bacteria; 


Oceanobacillus 


iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 


Bacteria; Firmicu 


tes; Bacillales; Bacillaceae; 


Oceanobacillus. 


348014 Bacteria_16S 
BAA-548 16S 
Bacteria; Lentisp 
348014 Bacteria_16S 
strain ELCA-2 16S 
Tenericutes; Mollicutes; 
348014 Bacteria_16S 
strain PYAN-1 16S 
Tenericutes; Mollicutes; 
348014 Bacteria_16S 
16S ribosomal 
Alphaproteobacteria; 
348014 Bacteria_16S 
melanesiensis str 
melanesiensis BI429 Bacteria; 
348014 Bacteria_16S 


ATCC 


506 


1181465 1181513 31 


1279323 1279369 35 


Entomoplasmatales; 
1282274 1282320 35 


Entomoplasmatales; 
1306569 1306619 31 
RNA, complete sequence 
Rhizobiales; 
1332658 1332710 44 


Thermotogae; 
1337167 1337193 31 


80 


ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 


81 


ribosomal RNA, partial sequence 


81 


ribosomal RNA, partial sequence 
Entomoplasmataceae; 


81 


1305606 1307012 Starkeya 
Xanthobacteraceae; 


96 


57 


gi| 228717635 


1180467 11819 


gi| 219846093 


1278319 12798 
Entomoplasmataceae; Mesoplasma. 


gi|219846087 


1281261 1282749 Entomoplasma 
Entomoplasma. 


gi|219846269 


Starkeya. 
gi| 228721494 


ain BI429 16S ribosomal RNA, partial sequence 
Thermotogales; 


gi|228721486 


gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 


gallaeciensis BS107 Bacteria; 


Phaeobacter. 


348014 Bacteria_16S 


Och 
Proteobacteria; 
Bacteria; 


strain HTCC2516 
Bacteria; 


1352475 1352501 31 


149 16S ribosomal RNA, partial sequence 


1362941 1362967 31 


1370545 1370571 31 


1379654 1379680 31 


HEL-45 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Thalassobacter. 


348014 Bacteria_16S 


phosphitoxidans 
phosphitoxidans 
Desulfotignum. 


348014 Bacteria_16S 
antarcticus strain EL-88 
antarcticus Bacteria; 


Roseisalinus. 


348014 Bacteria_16S 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial 


fryxellensis Bac 
Loktanella. 


348014 Bacteria_16S 


strain R-8904 16 


strain CCUG 4162 
Bacteria; 


strain L1/68 16S 
Proteobacteria; 


phenolica strain 


Bacteria; 


inexpectatum Bac 
Albidovulum. 


348014 Bacteria_16S 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, 
zeaxanthinifaciens Bacteria; 


Paracoccus. 


348014 Bacteria_16S 


Fusobacteria; 
348014 Bacteria_16S 


1444865 1444891 31 
Proteobacteria; 
1517194 1517220 31 
strain FiPS3 16S 
Bacteria; Proteobacteria; 
1611276 1611302 31 
16S ribosomal 


1612757 1612783 31 


teria; Proteobacteria; 


1711807 1711833 31 


1783181 1783242 35 

Fusobacteriales; 
1927729 1927755 31 
ribosomal RNA, partial 


1976258 1976284 31 


Deltaproteobacter 
2153149 2153175 31 
teria; Proteobacteria; 


2159146 2159172 31 


2160637 2160703 31 


Proteobacteria; Alphaprot 


57 


1351515 1352883 Roseobacter litoralis 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
348014 Bacteria_16S 
antarcticus strain 307 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacter 


348014 Bacteria_16S 


S7 


Alphaproteobacteria; Rhodobacterales; 
348014 Bacteria_16S 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial 
stenotrophicus Bacteria; 


1361976 1363364 Octade 

ia; Rhodobacterales; Rhodobacteraceae; 
57 gi|228718299|ref|NR_027572.1 
ia; Rhodobacterales; Rhodobacteraceae; 
57 gi| 228717469 |ref|NR_027563.1 
1378686 1380064 Oceanibulbus indolife 
Rhodobacteraceae; Oceanibul 

57 gi|224581424|ref|NR_027205.1 
sequence 1443876 144534 


Alphaproteobacteria; 


57 


57 


57 


oT 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
348014 Bacteria_16S 


96 


8 16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


57 


sequence 
Gammaproteobacteria; Xanthomonadales; 
348014 Bacteria_16S 


57 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
348014 Bacteria_16S 
inexpectatum strain FRR-10 16S 


ia; 
57 


57 


96 


gi|228720499 


gi| 228719132 


16S ribosomal RNA, partial sequence 1369567 13709 
Proteobacteria; Alphaproteobacter 
348014 Bacteria_16S 


gi|219873435 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi|219878469 


RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi|219878468 


gi|219878400 


1710844 17122 


gi|219878348 


gi|219878243 


1926697 19282 
Xanthomonadaceae; 


gi| 219878211 


gi| 219857633 


ribosomal RNA, partial sequence 
Alphaproteobacteria; 


gi|219857629 


gi|219857628 


salitolerans strain PA 51 16S ribosomal RNA, partial sequence 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Swaminathania. 


Thermotogaceae; 


eobacteria; 


Rhodobacterales; 


Desulfobacterales; 


Rhodobacterales; 


sequence 


Alphaproteobacteria; Rhodobacterales; 


17821 
Sneathia. 


19752 


Desulfobacterales; 


Rhodobacterales; 


partial s 
Proteobacteria; Alphaproteobacteria; 


ref|NR_027565.1 


ref|NR_025683.1 


ref|NR_025677.1 


ref|NR_025859.1 


novella Bact 


NR_027617.1 
1331586 133309 
Thermos 
ref|NR_027609.1 

1336206 133758 

Rhodobacterale 
ref|NR_027593.1 
Roseobact 


ref|NR_027580.1 


Rh 


ref |NR_025194.1 
1516159 151759 


ref|NR_025608.1 
1610323 161174 
Rhodo. 


ref|NR_025607.1 
1611794 161320 
Rhod 


ref |NR_025539.1 
Loktanell 
ref|NR_025487.1 
75 1783536 Sneath 
ref|NR_025382.1 
Ignatzsch 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025222.1 

2152193 215360 
Rhod 


ref|NR_025218.1 
equence 215819 
Rhodobacterales 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 
Victivallis. 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Starkeya novella DSM 
eria; Proteobacteria; 


Thermosipho 
7 Thermosipho 
ipho. 
Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Sneathia sanguinegens 
ia sanguinegens 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 

Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Albidovulum 

1 Albidovulum 

obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 


ref|NR_025217.1 


159648 216110 


ND 


Swaminathania 
2 Swaminathania 


348014 Bacteria_16S 
strain Pl 16S rib 
Proteobacteria; D 
348014 Bacteria_16S 
strain Ll 16S rib 
Tenericutes; Moll 
348014 Bacteria_16S 
strain DM12 16S r 


348014 Bacteria_16S 
strain LBB1 16S r 


348014 Bacteria_16S 


nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
acteria; 


Bacteria; Proteob 
348014 Bacteria_16S 
strain hl 16S rib 


348014 Bacteria_16S 
carotinifaciens s 
carotinifaciens B 
Paracoccus. 
348014 Bacteria_16S 
mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 
348014 Bacteria_16S 
pantotrophus stra 
pantotrophus Bact 
Paracoccus. 
348014 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Paracoccus. 
348014 Bacteria_16S 
strain N2 16S rib 


eria; 


348014 Bacteria_16S 
halotolerans DSM 
Bacteria; Proteob 
348014 Bacteria_16S 
strain A901/1 16S 


348014 Bacteria_16S 
pontiacus ChLG-10 
Bacteria; Proteob 
348014 Bacteria_16S 
heliothermus stra 
heliothermus Bact 
Antarctobacter. 

348014 Bacteria_16S 
strain Ekho Lake- 


eria; 


348014 Bacteria_16S 
arcticus strain 2 
Bacteria; Proteob 
348014 Bacteria_16S 
strain GIH 16S ri 
Tenericutes; Moll 
348014 Bacteria_16S 


icutes; 


ibosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; Rh 


ibosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; Rh 


osomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; Rh 


train E-396 16S riboso 
acteria; 


ain CH-B427 16S riboso 
teria; 


in ATCC 35512 16S ribo 


ain 381 16S ribosomal 
teria; 


osomal 
Proteobacteria; Alphapro 


11383 1 
acteria 


ribosomal RNA, partia 
Proteobacteria; Alphapro 


16S ri 
acteria 


in EL-2 


172 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rh 


2268767 2268793 31 
2288452 2288498 35 
2335328 2335354 31 
2341250 2341276 31 


2470443 2470469 31 


Gammaproteoba 
2631412 2631438 31 


2926501 2926527 31 
Proteobacteri 
3063145 3063171 31 

Proteobacteria; 
3085670 3085696 31 
Proteobacteria; 
3087115 3087141 31 

Proteobacteria; 


3108066 3108092 31 
RNA, complete s 
teobacteria; Rh 
3112537 3112563 31 
; Deltaproteoba 
3135051 3135077 31 


teobacteria; Rh 
3144126 3144152 31 
bosomal RNA, pa 
; Alphaproteoba 
3162454 3162480 31 
19 16S ribosoma 


Proteobacteria; 


3163917 3163943 31 


3682829 3682855 31 


3687364 3687410 35 


3688881 3688927 35 


57 


osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 


81 


osomal RNA, partial sequence 
Entomoplasmatales; 


57 


sequence 
odobacterales; 


57 


sequence 
odobacterales; 


oT 


cteria; 


57 


quence 
odobacterales; 


57 


mal RNA, 
a; Alphaproteobacteria; 


57 


mal RNA, partial 


Alphapr 


57 


somal RNA, parti 
Alphaproteobacte 


57 


RNA, partial seque 


Alphapr 


57 


equence 
odobacterales; 


57 


6S ribosomal RNA, partial seque 
cteria; 


57 


1 sequence 
odobacterales; 


57 


rtial sequence 
cteria; 


57 


1 RNA, partial s 
Alphaproteobacte 


57 
partial 


odobacterales; 


ST 


38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 


81 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


81 


strain VIS 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


348014 Bacteria_16S 


3717360 3717386 31 


57 


strain E-37 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


348014 Bacteria_16S 


putrefaciens strain KS-1 16S ribosomal RNA, partial seque 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycopla 


348014 Bacteria_16S 


strain OCh 254 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


348014 Bacteria_16S 


3775461 3775507 35 


3900327 3900353 31 


3936719 3936745 31 


81 


57 


57 


Entomoplasmat 


gi| 219857554 
2267708 22692 
Desulfoba 
gi|]219857540 
2287434 22889 
aceae; 
gi| 219857505 
2334350 23357 
Rhodobacter 
gi|219857501 
2340265 23417 
Rhodobacter 
219857403 
ce 24694 
Chromatiales; Ecto 

gi|219857238 

2630432 26317 
Rhodobacter 
219856839 
e sequence 
Rh 


gi 


gi 
complet 


219846880 
sequence 
eria; Rhod 


gi 
oteobact 


219846865 
al sequenc 
ria; Rhodo 


gi 


219846864 
nce 
ia; 


gi 
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348014 Bacteria_16S 4119421 4119467 35 81 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

348014 Bacteria_16S 4134682 4134708 31 57 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

348014 Bacteria_16S 4140899 4140945 35 81 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
348014 Bacteria_16S 4161103 4161149 35 81 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
348014 Bacteria_16S 4164134 4164180 35 81 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

348014 Bacteria_16S 4167134 4167160 31 57 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

348014 Bacteria_16S 4168616 4168642 31 57 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

348014 Bacteria_16S 4174815 4174861 35 81 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
348014 Bacteria_16S 4180968 4181014 35 81 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

348014 Bacteria_16S 4185471 4185517 35 81 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

348014 Bacteria_16S 17541 17602 35 96 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

348014 Bacteria_16S 23705 23766 35 96 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 25296 25357 35 96 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 26765 26826 35 96 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 31398 31459 35 96 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

348014 Bacteria_16S 32918 32979 35 96 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

348014 Bacteria_16S 40234 40295 35 96 gi|265679037|ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 49382 49443 35 96 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
348014 Bacteria_16S 52549 52610 35 96 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 


348014 Bacteria_16S 55587 55648 35 96 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

348014 Bacteria_16S 66168 66229 35 96 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

348014 Bacteria_16S 69193 69254 35 96 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

348014 Bacteria_16S 81043 81104 35 96 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

348014 Bacteria_16S 94723, 94784 35 96 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

348014 Bacteria_16S 100901 100962 35 96 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

348014 Bacteria_16S 102467 102528 35 96 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

348014 Bacteria_16S 105509 105570 35 96 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
348014 Bacteria_16S 109978 110039 35 96 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

348014 Bacteria_16S 117788 117849 35 96 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

348014 Bacteria_16S 119309 119370 35 96 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

348014 Bacteria_16S 120810 120871 35 96 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
348014 Bacteria_16S 123898 123959 35 96 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
348014 Bacteria_16S 126949 127010 35 96 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
348014 Bacteria_16S 134569 134630 35 96 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

348014 Bacteria_16S 136057 136118 35 96 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

348014 Bacteria_16S 137515 137576 35 96 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

348014 Bacteria_16S 139074 139135 35 96 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
348014 Bacteria_16S 140603 140664 35 96 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
348014 Bacteria_16S 145121 145182 35 96 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

348014 Bacteria_16S 148029 148090 35 96 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 
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348014 Bacteria_16S 155771 155832 35 96 gi| 265678959 |ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 158869 158930 35 96 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

348014 Bacteria_16S 160388 160449 35 96 gi|265678956|ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

348014 Bacteria_16S 163326 163387 35 96 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

348014 Bacteria_16S 164945 165006 35 96 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

348014 Bacteria_16S 166510 166571 35 96 gi| 265678952 |ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 181590 181651 35 96 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 183126 183187 35 96 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 184693 184754 35 96 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 186263 186324 35 96 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

348014 Bacteria_16S 187812 187873 35 96 gi| 265678938 |ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 189364 189425 35 96 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 198400 198461 35 96 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 207819 207880 35 96 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 210924 210985 35 96 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 212480 212541 35 96 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 220232 220293 35 96 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

348014 Bacteria_16S 224713 224774 35 96 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

348014 Bacteria_16S 244760 244821 35 96 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

348014 Bacteria_16S 258264 258325 35 96 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
348014 Bacteria_16S 270192 270253 35 96 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
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strain Kol5a 16S 


16S 291479 291540 35 96 
ribosomal RNA, partial sequence 


gi 


Aquificae; Aquificales; Aquificaceae; Aquifex. 


348014 Bacteria_ 


abactoclasticum s 
abactoclasticum B 


348014 Bacteria_ 


strain 70-159 16S 
Tenericutes; Moll 


348014 Bacteria_ 


strain B-3 16S ri 


bosomal RNA, partial sequence 


265678872 


281272 28276 
Eubacteriu 


265678869 


285875 28729 


265678866 


290399 29196 


302503 30397 


ref|NR_029178.1| Eubacterium infirmum 
7 Eubacterium infirmum Bacteria; 
m. 
ref|NR_029175.1| Mycoplasma testudinis 
0 Mycoplasma testudinis Bacteria; 


ref|NR_029172.1| Aquifex pyrophilus 
2 Aquifex pyrophilus Bacteria; 


16S 299010 299071 35 96 gi|265678861|ref|NR_029167.1| Anaeroplasma 

train 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
acteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 

16S 302032 302093 35 96 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 

icutes; Mycoplasmataceae; Mycoplasma. 

16S 303551 303612 35 96 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

348014 Bacteria_16S 309751 309812 35 96 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

348014 Bacteria_16S 312782 312843 35 96 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 320162 320223 35 96 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 


strain J233 16S r 
Tenericutes; Moll 


ibosomal RNA, partial sequence 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


0 Acholeplasma palmae Bacteria; 
eplasma. 


348014 Bacteria_16S 321745 321806 35 96 gi| 265678846 |ref|NR_029151.1| Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 332706 332767 35 96 gi|265678839|ref|NR_029144.1| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

348014 Bacteria_16S 340487 340548 35 96 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

348014 Bacteria_16S 343391 343452 35 96 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

348014 Bacteria_16S 344955 345016 35 96 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

348014 Bacteria_16S 346515 346576 35 96 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

348014 Bacteria_16S 347984 348045 35 96 gi|265678826|ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

348014 Bacteria_16S 349417 349478 35 96 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

348014 Bacteria_16S 359682 359743 35 96 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

348014 Bacteria_16S 361228 361289 35 96 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

348014 Bacteria_16S 374617 374678 35 96 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

348014 Bacteria_16S 376157 376218 35 96 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

348014 Bacteria_16S 377723 377784 35 96 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

348014 Bacteria_16S 388448 388509 35 96 gi|265678796|ref|NR_029101.1| Veillonella ratti 


strain RV-12x 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


387448 388843 Veillonella ratti Bacteria; 
Clostridiales; Veillonellaceae; Veillonella. 


348014 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


348014 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


348014 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


348014 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


348014 Bacteria_16S 


strain XILO8 16S 


Xylanibacterium. 


393109 393170 35 96 gi| 265678793 
in 2301065 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Bacillales; Paenibacillaceae; 

394603 394664 35 96 gi| 265678792 

16S ribosomal RNA, partial sequence 39362 
ridia; Clostridiales; Lachnospiraceae; Oribacter 

397601 397662 35 96 gi| 265678790 
in XIL11 16S ribosomal RNA, complete sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
; Cellulomonas. 

402264 402325 35 96 gi| 265678787 
train IMET 11532, 16S ribosomal RNA, partial seq 
tratus Bacteria; Actinobacteria; Actinobacterida 
; Agromyces. 

406897 406958 35 96 gi| 265678784 
ribosomal RNA, complete sequence 405881 40739 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 

411583 411644 35 96 gi| 265678780 


348014 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


348014 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


348014 Bacteria_16S 


strain YIM 70085 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; 

348014 Bacteria_16S 423938 423999 35 96 gi|265678772|ref|NR_029077.1 
strain F12 16S ribosomal RNA, partial sequence 422881 42442 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 427061 427122 35 96 gi|265678770|ref|NR_029075.1 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Nesterenkonia. 

348014 Bacteria_16S 428603 428664 35 96 gi|265678769|ref|NR_029074.1 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Corynebacteriaceae; Corynebacterium. 

348014 Bacteria_16S 430148 430209 35 96 gi|265678768|ref|NR_029073.1 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Nesterenkonia. 

348014 Bacteria_16S 433252 433313 35 96 gi|265678766|ref|NR_029071.1 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

348014 Bacteria_16S 436358 436419 35 96 gi|265678764|ref|NR_029069.1 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Kitasatospora. 

348014 Bacteria_16S 453278 453339 35 96 gi| 265678752 |ref|NR_029057.1 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 

Firmicutes; Bacillales; Macrococcus. 

348014 Bacteria_16S 454877 454938 35 96 gi|265678751|ref|NR_029056.1 
strain R 16086 16S ribosomal RNA, complete sequence 453819 45536 

Firmicutes; Bacillales; Macrococcus. 

348014 Bacteria_16S 456437 456498 35 96 gi| 265678747 |ref|NR_029052.1 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
348014 Bacteria_16S 474639 474700 35 96 gi|265678735|ref|NR_029040.1 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococc 
348014 Bacteria_16S 476176 476237 35 96 gi|265678734|ref|NR_029039.1 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
348014 Bacteria_16S 489958 490019 35 96 gi| 265678725 |ref|NR_029030.1 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 49045 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; J 
348014 Bacteria_16S 494611 494672 35 96 gi| 265678722 |ref|NR_029027.1 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 

348014 Bacteria_16S 496116 496177 35 96 gi|265678721|ref|NR_029026.1 


GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
417808 417869 35 96 gi 
in DV1184 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
422355 422416 35 96 gi 


16S ribosomal RNA, partial sequence 421328 42283 


uence 
bacillacea 
265678776 
equence 

iales; Pep 
265678773 


ref|NR_029098.1 
392074 393575 
Paenibacillus. 
ref |NR_029097.1 
6 394999 Oribac 
ium. 
ref|NR_029095.1 
396579 398094 
cetales; Microco 


ref |NR_029092.1 
uence 401266 
e; Actinomycetal 


ref |NR_029089.1 


Paenibacillus 
Paenibacillus 


Oribacterium sinus 
terium sinus Bacteria; 


Cellulomonas 
Cellulomonas 
ccineae; 


Agromyces cerinus 
402730 Agromyces 


es; Micrococcineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


; Promicromonosporaceae; 
ref|NR_029085.1| Lactobacillus 

410506 412073 Lactobacillus 
e; Lactobacillus. 
ref|NR_029081.1| Tepidibacter 

416856 418235 Tepidibacter 
tostreptococcaceae; Tepidibacter. 
ref|NR_029078.1| Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Bacillus algicola 


5 Bacillus algicola Bacteria; 


Nesterenkonia 
Nesterenkonia 
occineae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Paenibacillus 
acillus favisporus 


Kitasatospora 
Kitasatospora 


omycineae; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Streptococcus 
Streptococcus 
occus. 
Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 


onesia. 

Arthrobacter 
Arthrobacter 

ccineae; Micrococcaceae; 


495118 496571 


Arthrobacter 
Arthrobacter 


gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


348014 Bacteria_16S 497644 497705 35 96 gi|265678720|ref|NR_029025.1| Streptococcus 

halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 

halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

348014 Bacteria_16S 502352 502413 35 96 gi|265678717|ref|NR_029022.1| Bacillus indicus 

strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 508484 508545 35 96 gi|265678713|ref|NR_029018.1| Lactobacillus 

coryniformis subsp. torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 
Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 

Lactobacillaceae; Lactobacillus. 

348014 Bacteria_16S 511444 511505 35 96 gi|265678711|ref|NR_029016.1| Geobacillus debilis 

strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

348014 Bacteria_16S 512988 513049 35 96 gi|265678710|ref|NR_029015.1]| Streptococcus 

devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 

devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

348014 Bacteria_16S 514427 514488 35 96 gi|265678709|ref|NR_029014.1| Lactobacillus rossiae 

strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

348014 Bacteria_16S 525113 525174 35 96 gi|265678702|ref|NR_029007.1| Corynebacterium 

ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 

Corynebacterium. 

348014 Bacteria_16S 526659 526720 35 96 gi|265678701|ref|NR_029006.1| Anoxybacillus 

contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 

contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

348014 Bacteria_16S 532715 532776 35 96 gi| 265678697 |ref|NR_029002.1| Bacillus drentensis 


strain IDA1967 16S ribosomal RNA, partial sequence 531745 53318 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 540373 540434 35 96 gi 
variabile strain BI 114 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Rumino 
348014 Bacteria_16S 541895 541956 35 96 gi 


nepalensis strain CWl 16S ribosomal RNA, partial sequen 


2 Bacillus drentensis Bacteria; 


265678692 
ence 53938 
coccaceae; 
265678691 
ce 54086 


ref|NR_028997.1| Subdoligranulum 

4 540811 Subdoligranulum variabile 
Subdoligranulum. 
ref |NR_028996.1 
2 542331 Staphy 


Staphylococcus 
lococcus nepalensis 


Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 551160 551221 35 96 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

348014 Bacteria_16S 552668 552729 35 96 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

348014 Bacteria_16S 564896 564957 35 96 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
348014 Bacteria_16S 569410 569471 35 96 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
348014 Bacteria_16S 573911 573972 35 96 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

348014 Bacteria_16S 579804 579865 35 96 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

348014 Bacteria_16S 585894 585955 35 96 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 590361 590422 35 96 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 594954 595015 35 96 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

348014 Bacteria_16S 596451 596512 35 96 gi|265678655|ref|NR_028960.1]| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

348014 Bacteria_16S 606968 607029 35 96 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 


picturae strain R-5321 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


tes; Bacillales; Bacillaceae; Oceanoba 


cillus. 


605920 607435 Oceanobacillus picturae 


348014 Bacteria_16S 
appendicis strain 
appendicis Bacter 
Corynebacteriacea 
348014 Bacteria_16S 
psychrophilum str 


psychrophilum Bac 


348014 Bacteria_16S 


mindensis strain 


mindensis Bacteri 
348014 Bacteria_16S 


aerolatum strain 


Bacteria; Actinob 


Microbacterium. 


348014 Bacteria_16S 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


348014 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


348014 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


348014 Bacteria_16S 
6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 


strain HKI 0120 1 


strain HKI 0119 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
348014 Bacteria_16S 642105 642166 35 96 gi| 265678623 |ref|NR_028928.1 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Nesterenkonia. 

348014 Bacteria_16S 646803 646864 35 96 gi|265678620|ref|NR_028925.1 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
348014 Bacteria_16S 648335 648396 35 96 gi| 265678619 |ref|NR_028924.1 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
348014 Bacteria_16S 651297 651358 35 96 gi| 265678617 |ref|NR_028922.1 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
348014 Bacteria_16S 652689 652750 35 96 gi| 265678615 |ref|NR_028920.1 
strain CK55 16S ribosomal RNA, partial sequence 651676 65311 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 654147 654208 35 96 gi|265678614|ref|NR_028919.1 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Calora 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacte 
348014 Bacteria_16S 658668 658729 35 96 gi|265678610|ref|NR_028915.1 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes 


Firmicutes; Clost 


348014 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


348014 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


348014 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


348014 Bacteria_16S 


strain M343/98/2 


strain W16 16S ri 


strain CK74 16S r 
Firmicutes; Clost 


fo} 


637466 637527 35 96 gi 


ridia; Clostridiales; Lachnospiraceae; 
661696 661757 35 96 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
664718 664779 35 96 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


© 
i 


q 
a 


669233 669294 35 96 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

673862 673923 35 


a 
e 
96 gi 
n 


675322 675383 35 96 
bosomal RNA, partial sequence 


gi 


fo} 


684296 684357 35 96 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


gi 


Cc 


265678626 
6S ribosomal RNA, partial sequence 636453 63793 


265678608 


265678606 


265678603 


265678600 
16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
348014 Bacteria_16S 265678599 
674316 67581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 265678593 


683287 684723 Clostridium acidisoli Bacteria; 


; In 
ref 


coccineae trasporangia 


NR_028931.1 


Anaerostipes. 
ref 


nce 


NR_028913.1 
ial seque 660668 


coccus. 


ref |NR_028911.1 
663698 665185 
tridiales Family 


uence 
les; Clos 
ref|NR_028908.1 
1 sequence 668320 669706 
; Actinomycetales; Actino 


ref|NR_028905.1 


; Actinomycetace 
ref |NR_028904.1 
0 Dermatophilus 
; Dermatophilace 


omycineae 


coccineae 


608473 608534 35 96 gi|265678646|ref|NR_028951.1| Corynebacterium 
IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
610040 610101 35 96 gi|265678645|ref|NR_028950.1| Planomicrobium 
ain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
teria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
611585 611646 35 96 gi|265678644|ref|NR_028949.1| Lactobacillus 
TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
619304 619365 35 96 gi| 265678639 |ref|NR_028944.1| Microbacterium 
V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
623675 623736 35 96 gi|265678636|ref|NR_028941.1| Corynebacterium 
n IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
631372 631433 35 96 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
632877 632938 35 96 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
635935 635996 35 96 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Arthrobacter roseus 


roseus Bacteria; 
e: 


Arthrobacter. 
Kocuria polaris strain 
ria; Actinobacteria; 


v 


Aerococcus 
651625 Aerococcus 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
boar 

Anaerostipes caccae 


caccae Bacteria; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Arcanobacterium 
Arcanobacterium 


mycineae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 


ref|NR_028898.1 


lostridium. 


Clostridium acidisoli 


348014 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


348014 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


348014 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


348014 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


348014 Bacteria_16S 


sibirica strain A 
Bacteria; Proteob 


348014 Bacteria_16S 


silvestris strain 
silvestris Bacter 


348014 Bacteria_16S 


histaminiformans 
histaminiformans 


348014 Bacteria_16S 


VKM Ac-1800 16S r 
Actinobacteria; A 


348014 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


348014 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


348014 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


701042 701103 35 96 

ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
702529 702590 35 96 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
706802 706863 35 96 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
719090 719151 35 96 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
728396 728460 31 96 gi 
12 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
731346 731407 35 96 gi 
HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
735866 735927 35 96 gi 
strain MR2 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clos 
756286 756347 35 96 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
762312 762373 35 96 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
776242 776303 35 96 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 


gi 


gi 


699985 70142 


701473 70290 
Paenibacillus. 


705889 70720 


755262 75674 


775183 77669 


265678582 


265678581 


265678578 


Dorea. 
265678569 
ence 71801 
illus. 
265678563 
72737 
ales; Ecto 
265678561 
uence 
ceae; Soli 
265678558 
sequence 
tridiales; 
265678542 


ococcineae 
265678538 
quence 
illaceae; 
265678529 


occus. 


782380 782441 35 96 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 


348014 Bacteria_16S 


satelles strain V 
satelles Bacteria 


348014 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


348014 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


348014 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


348014 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


348014 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


348014 Bacteria_16S 
somal RNA, partial sequence 839468 840930 Geoba 


strain U 16S ribo 
Bacillales; Bacil 


348014 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


348014 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


348014 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


348014 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


348014 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


348014 Bacteria_16S 


strain VKM Ac-179 


783943 784004 35 96 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
797665 797726 35 96 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
799227 799288 35 96 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
805369 805430 35 96 gi 


, 


ridia; Clostridiales; Veillonellaceae; 
831392 831453 35 96 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
832943 833004 35 96 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
840502 840563 35 96 gi 


laceae; Geobacillus. 
846590 846651 35 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
850901 850962 35 96 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
852427 852488 35 96 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 
863189 863250 35 96 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
869342 869403 35 96 gi 
"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 


96 gi 


gi 


798207 79971 


16S ribosomal RNA, partial sequence 804384 80579 


845553 84708 


849874 85135 


862181 86365 


265678524 
sequence 
dae; Actin 


265678523 
sequence 
s; Lachnos 
265678514 
al sequenc 
nibacillac 
265678513 


elotrichac 
265678509 


Anaeroglo 
265678492 
quence 

nterococca 
265678491 
nce 83188 
Enterococ 
265678486 


265678482 


Clostridiu 
265678479 


e; Heliore 
265678478 
1 sequence 


265678470 


elotrichac 
265678466 
ial sequen 
obacteriac 


885731 885792 35 96 gi 
9 16S ribosomal RNA, partial sequence 


e; Actinomycet 


ref 


ref 


265678454 


2 Paenibacillus 


9 Paenibacillus 


NR_028887.1 


NR_028886.1 


Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


ref |NR_028883.1| Dorea longicatena 
4 Dorea longicatena Bacteria; 
ref|NR_028873.1| Virgibacillus 
9 719581 Virgibacillus marismortui 
ref|NR_028867.1| Thiorhodospira 
0 728734 Thiorhodospira sibirica 
thiorhodospiraceae; Thiorhodospira. 
ref|NR_028865.1| Solibacillus 

730321 731827 Solibacillus 
bacillus. 
ref|NR_028862.1| Allisonella 

734793 736329 Allisonella 
Veillonellaceae; Allisonella. 
ref|NR_028846.1| Agromyces albus strain 
7 Agromyces albus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_028842.1| Paenibacillus 

761257 762788 Paenibacillus 
Paenibacillus. 
ref|NR_028833.1| Streptococcus sinensis 
4 Streptococcus sinensis Bacteria; 
ref|NR_028828.1| Xylanimonas 

781358 782875 Xylanimonas 
omycetales; Micrococcineae; 
ref|NR_028827.1| Shuttleworthia 

782926 784381 Shuttleworthia 
piraceae; Shuttleworthia. 
ref|NR_028817.1| Paenibacillus 
e 796606 798156 Paenibacillus 
eae; Paenibacillus. 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_028812.1| Anaeroglobus geminatus 
1 Anaeroglobus geminatus Bacteria; 
bus. 
ref|NR_028795.1] Enterococcus 

830324 831835 Enterococcus 
ceae; Enterococcus. 
ref|NR_028794.1] Enterococcus 
6 833394 Enterococcus moraviensis 
cus. 
ref|NR_028789.1| Geobacillus uzenensis 
cillus uzenensis Bacteria; Firmicutes; 
ref|NR_028785.1| Clostridium scindens 
1 Clostridium scindens Bacteria; 
m. 
ref|NR_028782.1| Heliorestis baculata 
8 Heliorestis baculata Bacteria; 
stis. 
ref|NR_028781.1| Kineococcus 

851409 852783 Kineococcus 


ales; Kineosporiineae; 
ref|NR_028773.1| Bulleidia extructa 
9 Bulleidia extructa Bacteria; 
eae; Bulleidia. 
ref|NR_028769.1| Leptotrichia 
ce 868327 869787 Leptotrichia 
eae; Leptotrichia. 
ref|NR_028756.1| Rathayibacter caricis 


884701 886196 Rathayibacter caricis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Rathayibacter. 


348014 Bacteria_16S 


strain VKM Ac-180 


strain E6844 16S 
Firmicutes; Lacto 


348014 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


348014 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


348014 Bacteria_16S 


VKM Ac-1401 16S r 


intermedius strai 
Bacteria; Firmicu 


348014 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


348014 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


348014 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


bacillales; 
tes; 


Bacillales; 


eria; 
t's 


eria; 


tes; 


um Bacteria; 
ribosomal RNA, 


ridia; 


ria; Firmicutes; 


348014 Bacteria_16S 


887267 887328 35 
4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 897917 897978 35 
ribosomal RNA, partial sequence 
Enterococcaceae; 
899492 899553 35 


Y¥C300 16S ribosomal RNA, partial sequence 


905657 905718 35 
in SR4 16S ribosomal RNA, partial sequence 90455 
Firmicutes; 


910257 910318 35 
in HESP1 16S ribosomal RNA, partial sequence 
Clostridiales; 
gi 
910794 91228 
ococcineae; Microbacteriaceae; 


Firmicutes; 
911827 911888 35 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 916501 916562 35 
n 1877 16S ribosomal RNA, partial sequence 91544 
Streptococcaceae; 


gi 


Lactobacillales; 
931918 931979 35 
um strain SPL73 16S ribosomal RNA, par 
Firmicutes; 
939666 939727 35 

complete sequence 
Heliobacteriaceae; 
gi 


Clostridiales; 
962939 963000 35 
n 47-16 16S ribosomal RNA, partial sequence 
Enterococcaceae; Enterococcus. 


968999 969060 35 gi 


96 


96 


96 


Paenibacillaceae; 
96 


Clostridia; 
96 


Clostridia; 


96 


96 


96 


96 


96 


Lactobacillales; 
96 


gi 


gi 
896853 89837 
Enterococcus. 


gi 
Thermoan 


gi 


gi 


Clostridia; 
gi 
938639 94015 
Heliorestis. 


265678453 
88624 


265678446 


265678441 


265678438 


265678437 


265678434 


265678424 


265678419 


265678403 


265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae 


348014 Bacteria_16S 
strain FC 097-2 16S ribosomal RNA, 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
348014 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


348014 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


348014 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


348014 Bacteria_16S 


succinus subsp. s 


348014 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


348014 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


348014 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


348014 Bacteria_16S 
n NRIC 0604 16S ribosomal RNA, partial 
Lactobacillaceae; 

gi 
4 16S ribosomal RNA, partial sequence 


satsumensis strai 
satsumensis Bacte 


348014 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


; Kitasatospora. 


985795 985856 35 


995197 995258 35 


96 


96 


gi 
complete sequence 984769 98628 


gi 


265678387 


265678381 


strain glu 65 16S ribosomal RNA, partial sequenc 


Bacteria; 
acter. 


ribosomal RNA, 
bacillales; 


Firmicutes; 


996757 996818 35 
complete sequence 
Carnobacteriaceae; 
1008852 1008913 35 


Clostridia; 


96 


96 


osomal RNA, partial sequence 


lales; 


bosomal RNA, 
bacillales; 


ATCC 33400 16S 
ia; Firmicutes; 


ibosomal RNA, 
bacillales; 


ria; Firmicutes; 


1034791 103 


tes; Bacillales; 


348014 Bacteria_16S 


1056095 105 


Bacillaceae; 
1019444 1019505 35 
uccinus strain AMG-D1 16S ribosomal RNA, 
Staphylococcus succinus subsp. 
1021040 1021101 35 

complete sequence 
Streptococcaceae; 
1022593 1022654 35 


Bacillus. 
96 


96 


96 
ribosomal RNA, 


Lactobacillales; 
4852 35 96 


gi 

995703 99724 

Granulicatella. 
gi 
1007814 10092 


gi 


succinus Bacteria; 
gi 
1019984 10214 
Streptococcus. 
gi 
complete sequence 
tococcaceae; Streptococcus 


Clostridiales; 


265678380 


265678372 


265678365 


265678364 


265678363 


Lactobacillales; Strep 
1024164 1024225 35 96 gi| 265678362 
complete sequence 1023111 10246 
Streptococcaceae; Streptococcus. 
1033231 1033292 35 96 gi| 265678356 


sequence 


265678355 
10337 


Paenibacillaceae; Aneurinibacil 


6156 35 96 


gi 


265678340 


ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 


ryukyuensis Bacte 


ria; Firmicutes; 


Bacillales; 


Bacillaceae; 


Parali 


ococcineae; 


aerobacterales; 


Streptococcus; 


tial sequence 
Clostridiales; 


Actinomycetales; 


complete sequence 
Firmicutes; 


ref|NR_028755.1| Agreia bicolorata 

7 887732 Agreia bicolorata Bacteria; 
Microbacteriaceae; Agreia. 
ref|NR_028748.1| Enterococcus avium 
6 Enterococcus avium Bacteria; 


gi|265678445|ref|NR_028747.1| Paenibacillus 
898427 899962 Paenibacillus koreensis 
Paenibacillus. 


ref|NR_028743.1| Thermoanaerobacter 
8 906118 Thermoanaerobacter 
Thermoanaerobacteraceae; 


ref|NR_028740.1| Clostridium 
909211 910743 Clostridium 
Clostridiaceae; Clostridium. 


ref|NR_028739.1| Leifsonia poae strain 
1 Leifsonia poae Bacteria; 
Leifsonia. 
ref|NR_028736.1]| Streptococcus 
5 916988 Streptococcus intermedius 
Streptococcus anginosus group. 
NR_028726.1| Clostridium 

930884 932385 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 


ref 


ref|NR_028705.1] Enterococcus 
961894 963406 Enterococcus 

ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 


Streptomycineae; 


ref |NR_028689.1 
5 Acholeplasma 


Acholeplasma vituli 
vituli Bacteria; 


ref |NR_028683.1| Acidaminobacter 
e 994185 995652 Acidaminobacter 
Clostridiales Family XII. Incertae 


ref|NR_028682.1| Granulicatella elegans 
0 Granulicatella elegans Bacteria; 


ref|NR_028674.1| Bacillus edaphicus 
65 Bacillus edaphicus Bacteria; 


ref|NR_028667.1| Staphylococcus 
1018386 1019933 
Bacillales; Staphylococcus. 


ref|NR_028666.1 
95 Streptococcus 


Streptococcus gordonii 
gordonii Bacteria; 


ref|NR_028665.1] Streptococcus 
1021546 1023060 Streptococcus 


Streptococcus mitis 
mitis Bacteria; 


ref|NR_028664.1 
30 Streptococcus 


ref|NR_028658.1| Lactobacillus 
1032165 1033720 Lactobacillus 
Lactobacillus. 
ref|NR_028657.1| Aneurinibacillus 
71 1035187 Aneurinibacillus danicus 
lus group; Aneurinibacillus. 
ref|NR_028642.1| Paraliobacillus 
1055053 1056552 Paraliobacillus 
obacillus. 


348014 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


348014 Bacteria_16S 


strain YLM-32 16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


348014 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


348014 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


348014 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


348014 Bacteria_16S 


strain 14 16S rib 


strain D2-18 16S 
Firmicutes; Clost 


348014 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


348014 Bacteria_16S 


strain I-132 16S 


strain I-273 16S 


strain I-273 16S 
Firmicutes; Lacto 


348014 Bacteria_16S 


serovar 3 str. 
serovar 3 str. 


AT 
AT 


348014 Bacteria_16S 
CECT 5990 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


348014 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


1279 16S ribosoma 
Deinococcus-Therm 


348014 Bacteria_16S 


multipartita DSM 
44233 Bacteria; A 
Nakamurella. 


348014 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


348014 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


348014 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


348014 Bacteria_16S 
SM 17244 16S ribosomal RNA, partial sequence 
Firmicutes; 


stercorihominis D 
stercorihominis D 


348014 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


1063733 1063794 35 


ria; 
1076995 1077056 35 


1081512 1081573 35 
lales; Bacillaceae; 
1087586 1087647 35 
1 RNA, complete sequence 
laceae; Bacillus. 
1092234 1092295 35 


bacillales; 
1101110 1101171 35 
ridia; Clostridiales; 
1102612 1102673 35 
osomal 


1104175 1104236 35 
ribosomal RNA, 
ridia; Clostridiales; 
1113312 1113373 35 

76 16S 
acteria; 


1114852 1114913 35 
ribosomal RNA, 


1116378 1116439 35 
ribosomal RNA, 


1117904 1117965 35 
ribosomal RNA, 
bacillales; 
1122470 1122531 35 


CC 27815 Bacteria; 
1134461 1134522 35 


a; 
e; Corynebacterium. 
1139045 1139106 35 


omal RN 


1158648 1158713 31 
1 RNA, partial sequence 
us; Deinococci; 
1161732 1161793 35 


ctinobacteria; 


1164780 1164836 35 
osomal 
tes; Clostridia; 
1166319 1166380 35 


pelotri 
1176938 1176999 35 
osomal 
tes; Clostridia; 


1182968 1183029 35 


SM 17244 Bacteria; 
1184462 1184523 35 


irmicutes; Clostridia; 


348014 Bacteria_16S 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 
Clostridia; 


DSM 12653 Bacteri 
Carboxydibrachium 


1195053 1195114 35 


a; Firmicutes; 


Thermales; 


96 


96 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 


96 


ribosomal RNA, partial sequence 
Bacillus. 


96 


1086532 1088056 Bacillus 


96 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


96 


ribosomal RNA, partial sequence 
Clostridiaceae; 


96 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 


96 


partial sequence 
Clostridiales Family XIII. 


96 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


96 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 


96 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 


96 


partial sequence 
Streptococcaceae; 


96 


96 


96 


96 


1157686 1159115 Meiothermus ruber DSM 


Thermaceae; Meiothermus. 


96 


44233 16S ribosomal RNA, partial sequence 


91 


RNA, partial sequence 


96 


96 


RNA, partial sequence 
Clostridiales; 


96 


96 


7241 16S ribosomal RNA, partial sequence 
Clostridiales; 


96 


Clostridia; 


gi| 265678335 


n TA-67 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclob 


gi| 265678325 
1075986 10774 


gi|265678322 
1080469 10819 


gi| 265678318 


gi| 265678315 


1091188 1092688 Lactobacillus 
Lactobacillus. 


gi| 265678309 
1100149 11015 


gi| 265678308 
1101592 11031 


gi| 265678306 
1103152 11046 


265678300 
11123 


gi 


gi| 265678299 
1113840 11153 


gi| 265678298 
1115364 11168 


gi| 265678297 
1116890 11182 


Streptococcus. 


gi|228715451 


CC 27815 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


gi| 253680767 


gi| 253680764 


A, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 
348014 Bacteria_16S 


gi|228721491 


228721225 
11607 


gi 


Actinobacteridae; Actinomycetales 


gi|228720667 
1163739 11652 


Clostridiales; Veillonellaceae; 


gi| 228720470 


somal RNA, partial sequence 1165300 1166687 Clostridium spiroform 
chi; Erysipelotrichales; Erysipelotrichac 


gi|228718376 
1175949 11773 


Clostridiaceae; 


gi|228717350 


228717037 
11834 
Ruminococc 
228715634 


gi 


gi 


acillaceae; 


Micrococcineae; Micr 


Mycoplasmataceae; Ur 


Clostridiales; 


ref |NR_028637.1 
1062699 106423 
Alicyclobacill 
ref |NR_028627.1 


Rarobacteracea 


ref|NR_028624.1 


ref|NR_028620.1 


akibai Bacte 


ref |NR_028617.1 


ref|NR_028611.1 


ref|NR_028610.1 


ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_028601.1 
07 1113789 Microb 


ref|NR_028600.1 


ref|NR_028599.1 


ref |NR_028598.1 
82 Streptococcus 


ref |NR_027532.1 
1121455 112289 
ref|NR_028015.1 
133500 113488 
Corynebact 


R 


ref 
onia 
eae; 
ref 


NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_027614.1 


ref|NR_027604.1 
39 1162206 Nakamu 
; Frankineae; Na 
ref|NR_027596.1 


Mitsuokella. 
ref|NR_027592.1 


eae. 
ref|NR_027573.1 
Clostridium. 
ref|NR_027562.1 
181973 118343 
Eubact 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 


R 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Rarobacter incanus 


78 Rarobacter incanus Bacteria; 
ococcineae; 


e; Rarobacter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Lactobacillus algidus 
algidus Bacteria; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 
Clostridium. 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
ococcineae; Microbacteriac 


eae; Agromyces. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
Kineosporiineae; Kineosporiace 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
Kineosporiineae; Kineosporiace 


ae; Kineosporia. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 

Corynebacterium 
1 Corynebacterium 
erineae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Meiothermus ruber DSM 
1279 Bacteria; 


Nakamurella 
rella multipartita DSM 


kamurellaceae; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Clostridium spiroforme 
e DSM 1552 Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Anaerotruncus 
truncus colihominis DSM 
ncus. 


ref|NR_027536.1 


Thermoanaerob 


Carboxydibrachium 


1194029 1195514 Carboxydibrachium pacificum 
Thermoanaerobacterales; 


acteraceae; 


348014 Bacteria_16S 


mitsuokai DSM 15 
15897 Bacteria; 


strain Cal06 16S 


strain Se-3111 1 


strain AM1114 16 
Firmicutes; Clos 


348014 Bacteria_16S 
in CCUG 42692 16S ribosomal RNA, partial 
Lactobacillales; 


gallinaceus stra 
gallinaceus Bact 


348014 Bacteria_16S 


variabilis strai 
Bacteria; Actino 
Isoptericola. 


348014 Bacteria_16S 


1207208 1207269 35 


1217692 1217753 35 


1222164 1222225 35 


1223691 1223752 35 
Ss 
tridia; Clostridiales; 
1225202 1225263 35 


Firmicutes; 
1226712 1226773 35 


eria; 


n 


1231346 1231407 35 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
348014 Bacteria_16S 
6S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
348014 Bacteria_16S 
ribosomal RNA, partial sequence 
Clostridiaceae; 


96 gi 


897 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; 
348014 Bacteria_16S 


96 gi 


96 gi 
96 gi 
96 gi 


96 gi 


MX5 16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomycetales; 


96 gi 


1216681 12181 


1221167 12226 


1222664 12241 


Streptococcace 


228715354 
12061 


219878473 


219878356 


219878346 


Caminicell 
219878314 
sequence 


219878300 
12257 


Micr 


219878275 


ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025612.1 
48 Arthrobacter 
Micrococcaceae 
ref|NR_025495.1 


; Beutenbergiace 
ref|NR_025485.1 


a. 
ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref|NR_025439.1 
22 1227193 Isopte 
ococcineae; 


ref|NR_025414.1 


strain HI 11/12 1 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocri 
348014 Bacteria_16S 1234343 1234404 35 96 gi 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partia 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae 
Microbacteriaceae; Microbacterium. 

348014 Bacteria_16S 1244957 1245018 35 96 gi 
metallireducens strain 853-15 16S ribosomal RNA, partial 
metallireducens Bacteria; Firmicutes; Clostridia; Clostri 


6S ribosomal RNA, complete sequence 1230306 12317 


219878266 


219857537 


93 Thermocrinis 
nis. 
ref a 
1 sequence 1233340 12348 
; Actinomycetales; 


ref 
1243915 12454 
Peptococcaceae; 


sequence 
diales; 


NR_025405.1 
Micro 


NR_025125.1 


al 


2 


348014 Bacteria_16S 
in DSM 6472 16S ribosomal RNA, partial 
Bacillales; 


limnophilus stra 
limnophilus Bact 


348014 Bacteria_16S 


efficiens YS-314 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

348014 Bacteria_16S 1261402 1261463 35 96 gi| 219846707 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 12603 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Brevibacteriaceae; Brevibacterium. 

348014 Bacteria_16S 1262844 1262905 35 96 gi|219846681 
strain CBS 107.95 16S ribosomal RNA, partial sequence 12618 


Bacteria; Actino 


Clostridia; Clos 


348014 Bacteria_16S 
rain YKJ-115 16S ribosomal RNA, partial 
Bacillales; 


psychrophilus st 
psychrophilus Ba 


348014 Bacteria_16S 
ain YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 
348014 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


halotolerans str 
halotolerans Bac 


Lactobacillales; 


348014 Bacteria_16S 1294518 1294579 35 96 gi| 228715348 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
348014 Bacteria_16S 1297427 1297488 35 96 gi| 219857534 


strain 2DT 16S r 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
348014 Bacteria_16S 1298928 1298989 35 96 gi| 219846893 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 12979 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
348014 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 
348014 Bacteria_16S 1303480 1303541 35 96 gi|219846514 


cellulosolvens 6 
Bacteria; 


Firmicutes; 
348014 Bacteria_16S 
owensensis OL 16S ribosomal RNA, partial sequence 


1255378 1255439 35 


Firmicutes; 
1256894 1256955 35 


eria; 


b 
1265896 1265957 35 


tridiales; 
1285366 1285427 35 


cteria; Firmicutes; 


1286923 1286984 35 


t 
1288518 1288579 35 


Weissella. 


1301968 1302029 35 


Clostridia; 
1305078 1305139 35 


ibosomal RNA, partial sequence 


96 gi 


96 gi 


16S ribosomal RNA, partial sequence 1255896 12573 


acteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 
16S ribosomal RNA, partial sequence 


96 gi 
Clostridium. 
96 gi 


Jeotgal 


96 gi 


96 gi 


1287447 1289004 Weiss 


96 gi 


16S ribosomal RNA, partial sequence 1302478 13039 
Clostridiales; 


Eubact 


96 gi 


Paenibacillaceae; 


1296399 12978 


219857194 
sequence 
B 
219857144 


Cory 
219846539 


219846054 
sequence 
icoccus. 
219846053 
sequence 


219846052 


219846639 


eriaceae; 


ref|NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_024772.1 
nebacterineae; C 
ref |NR_026299.1 


97 1261800 Brevib 
tales; Micrococc 


ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_026131.1 


1264886 1266379 Clostridium grantii Bacteria; 
Clostridiaceae; 


ref |NR_025644.1 
1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref 
ella 


NR_025642.1 
soli Bacter 


ref|NR_027520.1 
1293463 129495 


ref |NR_025122.1 


ref|NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref |NR_026231.1 


naerobacterales 
ref 


NR_026106.1 


Eubacterium. 


219846460 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 

Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Streptococcus 
1 Streptococcus 
Ss. 

Isoptericola 
ricola variabilis 


Promicromonosporaceae Hi 


Thermocrinis albus 


albus DSM 14484 


Microbacterium 
7 Microbacterium 
coccineae; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 

Brevibacillus 
5 Brevibacillus 


Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Brevibacterium 
acterium mcbrellneri 
ineae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Clostridium grantii Al 
Firmicutes; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Weissella soli strain 
ia; Firmicutes; 


Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Eubacterium 


66 Eubacterium cellulosolvens 6 


ref |NR_026051.1 


Caldicellulosiruptor 


1304017 1305555 Caldicellulosiruptor owensensis OL 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellu 


losiruptor. 


Incertae 


348014 Bacteria_16S 1314120 1314181 35 96 gi| 228718892 |ref|NR_027577.1| Thermoanaerobacter 

brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

348014 Bacteria_16S 1315700 1315761 35 96 gi|228716557|ref|NR_027552.1| Bacillus subtilis 

subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 

subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 1318813 1318874 35 96 gi| 228715349 |ref|NR_027521.1| Staphylococcus 

schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 1320355 1320416 35 96 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 

subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 

capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 1321897 1321958 35 96 gi| 228715346 |ref|NR_027518.1| Staphylococcus 

carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 

carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 1323437 1323498 35 96 gi| 228715345 |ref|NR_027517.1| Streptococcus 

dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 


Streptococcaceae; 


348014 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


348014 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


348014 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


348014 Bacteria_16S 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


348014 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


348014 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


348014 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


348014 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


348014 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


348014 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


348014 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 


Microbacteriaceae; 
348014 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


348014 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


348014 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 
Micrococcaceae; A 


Streptococcus. 

1324987 1325048 35 96 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1328051 1328112 35 96 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1329489 1329550 35 96 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1334166 1334227 35 96 gi 


acteria; Actinobacteridae; Actinomycet 


1341731 1341792 35 96 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1346394 1346455 35 96 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1349466 1349527 35 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


96 gi 


1357000 1357061 35 96 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1364418 1364479 35 96 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1384131 1384192 35 96 gi 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
1402113 1402174 35 96 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 
1411049 1411110 35 96 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
1420153 1420214 35 96 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1421673 1421734 35 96 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 
rthrobacter. 


v 


348014 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


1434088 1434149 35 96 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 


gi 


14191061 


219878140 
sequence 
Thermoana 


219846129 
rtial sequ 
ales; Lact 
219846090 
13284 
nellaceae; 
228721490 


6S ribosomal RNA, partial sequence 1333148 13346 


ales; Micr 
228721140 
nce 13406 
Peptococca 
228720938 
ence 13453 
mycetales; 


228720600 


1348448 13499 


ales; Micr 
228720131 
quence 
ostridiale 
228719063 
13634 
Ruminococc 
228716944 


1383100 13845 


spiraceae; 

228715351 
14011 

Actinomyce 


224581432 
sequence 
Streptoco 
224581445 
4206 


224581444 
1 sequence 
ridae; Act 


224581433 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref 
ence 


NR_025719.1 

132699 
obacillaceae; La 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027613.1 
32 Beutenbergia 
ococcineae; Beut 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 
ref|NR_027595.1 
42 Sanguibacter 


ococcineae; Sang 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027557.1 


Roseburia. 
ref|NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


ref|NR_027214.1 
1410019 141148 
ccaceae; Strepto 
ref|NR_027227.1 


ref |NR_027226.1 
1420664 142216 
inomycetales; Mi 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Dialister invisus DSM 
ter invisus DSM 15470 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 
Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Streptococcus 
6 Streptococcus 
coccus. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


ref|NR_027215.1 


Staphylococcus felis 


1433051 1434525 Staphylococcus felis Bacteria; 


348014 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


348014 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


neglectum strain 
Bacteria; Firmicu 
Mogibacterium. 


348014 Bacteria_16S 


aerolata strain V 
Bacteria; Actinob 
Promicromonospora 


348014 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


348014 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
348014 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


348014 Bacteria_16S 


strain CCM 132 16 
Actinobacteria; A 


348014 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; Clost 


348014 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 
348014 
sciuri str 
sciuri Bac 
348014 
strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


348014 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


348014 Bacteria_16S 


afermentans subsp 


Bacteria_16S 


Bacteria_16S 


Corynebacterium afermentans subsp. 


1435613 1435674 35 96 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1441827 1441888 35 96 gi 

SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1447961 1448022 35 96 gi 
P9a-h 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Clostr 


en 
ni 


en 
11 


nc 
id 


1449460 1449521 35 96 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 
1450908 1450969 35 96 gi 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1453905 1453966 35 96 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


qu 


, 


1458329 1458390 35 96 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


al 


1461322 1461383 35 96 

S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1464431 1464492 35 96 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
1478036 1478097 35 


gi 


oc 


Clostridiales Fami 


96 gi 
bacillales; Lactobacillaceae; Lactobacil 
1479609 1479670 35 96 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1490295 1490356 35 96 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


et 
oc 


al 


1491771 1491832 35 96 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1500787 1500848 35 96 gi 
afermentans strain CIP 103499 16S ri 


os 


bo 


224581431 


ce 14345 


baci 
ce 14407 
us. 


224581422 


e 14469 


iale 


224581421 


14484 


es; 


224581420 


ence 
Acti 


224581418 
1 sequence 
ridae; Act 


224581414 


sequenc 


Actinomyce 


224581412 
1460297 14618 
occineae; 
224581410 
1463419 14648 


ly XIII. 


219878440 
6S ribosomal RNA, partial sequence 1476987 14785 


lus. 


219878381 


e sequen 
occus. 


219846947 


14892 


es; Cory 


219846902 


14907 
tridiace 


219846622 
somal RN. 
afermentans Bacteria; Actinobacteria; 


llus. 
224581427 


s Fa 


Micr 


nomy' 


ref|NR_027213.1 
76 1436085 Paenib 


ref |NR_027209.1 
88 1442278 Filoba 


ref|NR_027203.1 
32 1448409 Mogiba 
mily XIII. Incer 


ref|NR_027202.1 
60 1449852 Promic 
ococcineae; Pro 


ref|NR_027201.1 
1449903 145131 
cetales; Coryneb 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref|NR_027193.1 
3 Micrococcacea 
ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 
ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025520.1 
ce 1478573 148010 


ref|NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_026214.1 
A, complete sequ 


Paenibacillus 
acillus antarcticus 


Filobacillus 
cillus milosensis 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Promicromonospora 
romonospora aerolata 


micromonosporaceae Hi 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Arcanobacterium 
5 Arcanobacterium 


ineae; Actinomycetaceae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 
e: 


Kocuria. 
Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Lactobacillus spicheri 
spicheri Bacteria; 


’ 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Clostridium 
idium saccharolyticum 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 

348014 Bacteria_16S 1502178 1502239 35 96 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 

strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

348014 Bacteria_16S 1505215 1505276 35 96 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 

ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 

ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

348014 Bacteria_16S 1506617 1506678 35 96 gi|219846365|ref|NR_025956.1| Thermoanerobacter 

brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

348014 Bacteria_16S 1509735 1509796 35 96 gi|219846290|ref|NR_025880.1| Lactobacillus 

paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 

paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

348014 Bacteria_16S 1511314 1511375 35 96 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 

ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 

ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

348014 Bacteria_16S 1518654 1518715 35 96 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 

strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

348014 Bacteria_16S 1520166 1520227 35 96 gi|219857617|ref|NR_025206.1| Hespellia porcina 


strain PC80 16S r 
Firmicutes; Clost 


ibosomal RNA, partial sequence 


ridia; Clostridiales; Lachnospiraceae; H 


348014 Bacteria_16S 


1519166 15206 


espellia 


1536878 1536939 35 96 gi 


219857378 


14 Hespellia porcina Bacteria; 


ref|NR_024966.1 


Saccharothrix 


texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 


texasensis Bacter 
Actinosynnematace 


348014 Bacteria_16S 


ia; 
ae; Saccharothrix. 


1555158 1555219 35 96 gi 


219857209 


ref 


NR_024837.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Anoxybacillus 


ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

348014 Bacteria_16S 1556555 1556616 35 96 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

348014 Bacteria_16S 1558049 1558110 35 96 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

348014 Bacteria_16S 1559543 1559604 35 96 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

348014 Bacteria_16S 1562575 1562636 35 96 gi|219846143|ref|NR_025733.1]| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

348014 Bacteria_16S 1565429 1565490 35 96 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

348014 Bacteria_16S 1566962 1567023 35 96 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

348014 Bacteria_16S 1568497 1568558 35 96 gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

348014 Bacteria_16S 1577578 1577639 35 96 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 1583656 1583717 35 96 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

348014 Bacteria_16S 1585211 1585272 35 96 gi| 219878488 |ref|NR_025627.1| Viridibacillus arvi 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

348014 Bacteria_16S 1586766 1586827 35 96 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 1588325 1588386 35 96 gi|219878486|ref|NR_025625.1| Enterococcus italicus 


strain LMG 21727 

Firmicutes; Lacto 
348014 Bacteria_16S 
picturae strain L 
picturae Bacteria 
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348014 Bacteria_16S 
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bolidensis Bacter 
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348014 Bacteria_16S 
strain LMG 21880 
Firmicutes; Bacillales; 
348014 Bacteria_16S 
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Bacteria; Firmicu 
348014 Bacteria_16S 
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Bacillales; 


1603788 1603849 35 
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E 
96 


MG 22061 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 


96 


96 


in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


96 


m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; 


L 
96 


CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Arsenicicoccus. 


96 


96 


143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 


96 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococcaceae; 


nterococ 
gi 


cus. 
219878475 
quence 
tinomyceta 


gi|219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ococcineae 
219878472 
quence 


; Actinomy 


gi 


219878470 
partial se 
llales; St 
219878459 
sequence 
Actinomyce 


gi 


actobaci 
gi 


gi|219878456 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


219878455 
ence 16314 
es; Erysip 


219878453 


gi 


gi 


Planococcus. 


92 Enterococcus 


ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


ref|NR_025613.1 
05 Arthrobacter 
; Micrococcaceae 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025598.1 

1625384 162685 
tales; Micrococc 


ref|NR_025595.1 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025592.1 


italicus Bacteria; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Planococcus 


1634530 1635961 Planococcus maitriensis 


348014 Bacteria_16S 1637046 1637107 35 96 gi|219878452 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacil 
Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 1638537 1638598 35 96 gi|219878451 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacil 
Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 1652222 1652283 35 96 gi| 219878441 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial se 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; 
348014 Bacteria_16S 1661463 1661524 35 96 gi| 219878434 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; P 
348014 Bacteria_16S 1669117 1669178 35 96 gi| 219878429 
strain R2014 16S ribosomal RNA, partial sequence 1668114 16695 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
348014 Bacteria_16S 1670673 1670734 35 96 gi| 219878428 
strain 16351 16S ribosomal RNA, partial sequence 1669639 16711 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
348014 Bacteria_16S 1682771 1682832 35 96 gi| 219878420 
strain R5292 16S ribosomal RNA, partial sequence 1681727 16832 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
348014 Bacteria_16S 1684294 1684355 35 96 gi| 219878419 
lacusfryxellense strain C/C-an/B1 16S ribosomal RNA, partial sequ 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; 
348014 Bacteria_16S 1688757 1688818 35 96 gi| 219878415 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 16892 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 1690329 1690390 35 96 gi| 219878414 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 16892 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
348014 Bacteria_16S 1693440 1693501 35 96 gi| 219878412 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Pep 
348014 Bacteria_16S 1698082 1698143 35 96 gi|219878409 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacterium. 

348014 Bacteria_16S 1702760 1702821 35 96 gi|219878406 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 17017 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
348014 Bacteria_16S 1707253 1707314 35 96 gi| 219878403 
strain SH1 16S ribosomal RNA, partial sequence 1706248 17077 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
348014 Bacteria_16S 1710318 1710379 35 96 gi|219878401 
atypicum strain R2070 16S ribosomal RNA, partial sequence 17093 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

348014 Bacteria_16S 1736147 1736208 35 96 gi| 219878384 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Actinomycetaceae; Actinomyces. 

348014 Bacteria_16S 1745411 1745472 35 96 gi| 219878377 
strain ATCC 19645 16S ribosomal RNA, partial sequence 17443 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
348014 Bacteria_16S 1752936 1752997 35 96 gi| 219878372 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 1760604 1760665 35 96 gi| 219878365 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Brachybacterium. 

348014 Bacteria_16S 1762125 1762186 35 96 gi| 219878364 
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36 Clostridium bolteae Bacteria; 
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Planococcus 
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348014 Bacteria_16S 1768068 1768129 35 96 gi|219878359|ref|NR_025498.1 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedime 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 
Sedimentibacter. 

348014 Bacteria_16S 1771079 1771140 35 96 gi| 219878357 |ref|NR_025496.1 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 177148 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
Corynebacteriaceae; Corynebacterium. 

348014 Bacteria_16S 1778590 1778651 35 96 gi|219878351|ref|NR_025490.1 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 177905 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
348014 Bacteria_16S 1780139 1780200 35 96 gi|219878350|ref|NR_025489.1 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 178061 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
348014 Bacteria_16S 1781685 1781746 35 96 gi| 219878349 |ref|NR_025488.1 
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1819719 1819780 35 96 gi| 219878323 |ref|NR_025462.1 
6S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter 


occineae; Microbacteria 


ue 
ti 


oc 


11 


al 
ct 


219878322 


219878321 
6S ribosomal RNA, partial sequence 1821775 18232 


219878320 


219878308 


219878307 


1841624 18431 


219878306 


ref 
1820242 18217 
les; Micrococci 


nce 
nomyceta 


ref 
> Mi 
ref 
01 1824836 Halob 


occineae crobacteria 
18233 

us. 

ref 

e 1840072 18415 

ceae; Lactobaci 

ref 


sequenc 
obacilla 


, 


ref 


NR_025482.1 


NR_025481.1 


NR_025475.1 


NR_025474.1 


NR_025473.1 


NR_025472.1 


NR_025471.1 


NR_025470.1 
32 Oerskovia jenensis Bacteria; 


NR_025469.1 


NR_025467.1 


NR_025461.1 


NR_025460.1 
50 Agreia pratensis Bacteria; 


NR_025459.1 
NR_025447.1 
NR_025446.1 
32 Bacillus halodurans Bacteria; 
NR_025445.1 


1843183 1844697 Isobaculum melis Bacteria; 
Isobaculum. 


e 


1 


e 


8 


6 
c 


b 


9 


6 


9 
c 


Cc 


6 


u 


Cc 


2 
n 


Cc 


a 


se 
af 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Corynebacterium 
6 Corynebacterium 


ineae; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Virgibacillus 
7 Virgibacillus 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Paenibacillus 
acillus stellifer 


Bacillus 
0 Bacillus 


Virgibacillus 
2 Virgibacillus 


Oerskovia 
8 Oerskovia 
occineae; 


Oerskovia jenensis 
eae; Oerskovia. 
Planococcus 


1 Planococcus 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


eae; Agreia. 
Halobacillus trueperi 
cillus trueperi 


Lactobacillus 
3 Lactobacillus 
lus. 
Bacillus halodurans 


Isobaculum melis 


348014 Bacteria_16S 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


348014 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


348014 Bacteria_16S 
6S ribosomal RNA, partial sequence 1856650 18581 


strain DSM 9172 1 
Firmicutes; Lacto 


348014 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


348014 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


348014 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


348014 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


348014 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


348014 Bacteria_16S 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


348014 Bacteria_16S 


strain CCUG 41709 
Actinobacteria; A 


348014 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


348014 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


348014 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


348014 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


348014 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


348014 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


348014 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


348014 Bacteria_16S 
16S ribosomal RNA, partial sequence 1940300 19418 


strain LMG 18435 
Firmicutes; Bacil 


348014 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


348014 Bacteria_16S 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


348014 Bacteria_16S 


strain CCUG 41706 
Actinobacteria; A 


348014 Bacteria_16S 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1874554 1874615 35 96 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


s 
Ac 
1891548 1891609 35 


96 gi 


lales; Bacillaceae; Bacillus. 

1893069 1893130 35 96 gi 
train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
1900791 1900852 35 96 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

1907895 1907956 35 96 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1909343 1909404 35 96 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1910879 1910940 35 96 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
1912359 1912420 35 
16S ribo 
lales; Planococcaceae; 
1915403 1915464 35 
n CM1 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1918556 1918617 35 96 gi 


ti 
la 


se 
Ac 


no 


al 
oc 


ia 
e; 
96 gi 
Ureibacillus. 
96 gi 
nc 
ni 


Bacillus. 
96 


lales; Bacillaceae; 


1942877 1942938 35 gi 
lales; Paenibacillaceae; Paenibacillus. 
1949076 1949137 35 96 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


ue 
2: 


, 


1952187 1952248 35 96 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Acti 
1953641 1953702 35 96 gi 


no 


1870444 18719 


219878285 


equence 
tinomyce 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


219878269 


al seque 
ceae; Ba 


219878263 


quence 
tinomyce 


219878258 


19068 
mycineae 


219878257 


sequenc 
occaceae 


219878256 


1 sequen 


219878255 
somal RNA, partial sequence 1911333 19128 


219878252 


e 19143 
bacillus 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


bacillales; Lactobacillaceae; Pediococcus. 

1932393 1932454 35 96 gi| 219878240 
in CCUG 36733 16S ribosomal RNA, partial sequenc 
eria; Actinobacteria; Actinobacteridae; Actinomy 
Actinomyces. 

1938360 1938421 35 96 gi| 219878236 
n CF 62 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
; Brevibacterium. 

1941335 1941396 35 96 gi| 219878234 


219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878229 


nce 
nomyceta 


219878227 


19511 
mycineae 


219878226 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 


Actinomycet 


69 Trichococcus 


ref|NR_025424.1 
1873541 187493 
tales; Micrococc 


ref |NR_025409.1 


ref 
nce 
cillus. 
ref|NR_025402.1 
1899804 190110 
tales; Micrococc 


NR_025408.1 
189204 


ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025395.1 
ce 1909867 191128 
ales; Actino 


ref |NR_025394.1 
21 Ureibacillus 


ref|NR_025391.1 
61 1915860 Paenib 


ref |NR_025388.1 


ref |NR_025379.1 
e 1931360 193276 
cetales; Actinom 


ref|NR_025375.1 
1937348 193875 
etales; Micrococ 


ref |NR_025373.1 


ref|NR_025372.1 
47 Paenibacillus 


ref |NR_025368.1 
1948071 194955 
les; Micrococcin 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 


1848770 1848831 35 96 gi|219878303|ref|NR_025442.1| Arcanobacterium 
n CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Arcanobacterium. 
1854748 1854809 35 96 gi|219878298|ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 
1857701 1857762 35 96 gi| 219878296 |ref|NR_025435.1| Trichococcus palustris 


palustris Bacteria; 


bacillales; Carnobacteriaceae; Trichococcus. 
1859230 1859291 35 96 gi|219878295|ref|NR_025434.1| Corynebacterium 
in CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
1871492 1871553 35 96 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Aerococcus 

6 Aerococcus 


Actinomyces 
2 Actinomyces 


mycineae; 


Ureibacillus terrenus 


terrenus Bacteria; 


Paenibacillus 
acillus azoreducens 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Actinomyces 
0 Actinomyces 
ycineae; 


Brevibacterium 
9 Brevibacterium 


cineae; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 


ref|NR_025365.1 
1952641 195404 


Corynebacterium 
7 Corynebacterium 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


348014 Bacteria_16S 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 


348014 Bacteria_16S 


strain CF-25 16S 


strain CF-43 16S 


Firmicutes; 


1955128 1955189 35 96 gi 


Actinomyces. 


219878225 
sequence 1954098 195552 
Actinomycetales; Actinomycineae; 


ref|NR_025364.1 


Actinomyces 


0 Actinomyces 


348014 Bacteria_16S 
strain ET-5b 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillales Family xX. 


348014 Bacteria_16S 
strain CK58 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


348014 Bacteria_16S 


strain 581 
Firmicutes; 


348014 Bacteria_16S 


haemolyticum strain CIP 103370 16S ribosomal RNA, partial 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; 


1958083 1958144 35 


1959639 1959700 35 


1961208 1961269 35 


1968796 1968857 35 


1973107 1973168 35 


Clostridiales; 
1974686 1974747 35 


Planococcaceae; 
1980912 1980973 35 


Actinomycetaceae; Arcanobacterium. 
348014 Bacteria_16S 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


348014 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


strain CCUG 35957 


348014 Bacteria_16S 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


348014 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


348014 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


348014 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


348014 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


348014 Bacteria_16S 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


348014 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


a; 


348014 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


348014 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


348014 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


348014 Bacteria_16S 
strain HSL-3 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


ibosomal RNA, 


lales; Paenibacillaceae; 


ridia; 


teria; 


Firmicutes; 


lales; 


ridia; 


2031195 2031256 35 


2032689 2032750 35 


2035760 2035821 35 


2037284 2037345 35 


2048225 2048286 35 
complete 


2060526 2060587 35 


Clostridiales; 
2066518 2066579 35 


2071195 2071256 35 


ain XE 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
2078825 2078882 39 


2083522 2083583 35 


2095632 2095693 35 


Bacillaceae; 
2109286 2109347 35 


Clostridiales; 
2115377 2115438 35 


Planococcaceae; 
2119983 2120044 35 


Bacillaceae; 


Enterococcaceae; 


96 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 


96 


ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 
strain m2661/98/1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


96 


96 


96 


Clostridiaceae; 


96 


16S ribosomal RNA, partial sequence 


Bacillales; Marinibacillus. 


96 


96 


DSM 20132 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales 
e; Corynebacterium. 


96 


FR-11 16S ribosomal RNA, partial sequence 20 
tes; Bacillales; Alicyclobacillaceae; 


96 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


96 


CL553 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


96 
sequence 


96 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


96 


n T2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


96 


96 


DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 


96 


ATCC 33200 16S ribosomal RNA, partial 
Lactobacillales; 


96 


ribosomal RNA, partial sequence 
Bacillus. 


96 


bosomal RNA, partial sequence 
Clostridiaceae; 


96 


ibosomal RNA, partial sequence 
lales; 


Planococcus. 
96 


Halobacillus. 


Vagococcus. 


Incertae Sedis; 


Paenibacillus. 


complete sequence 
Paenibaci 


Lactobac 


gi|219878223 
1957067 19585 


gi| 219878222 
1958616 19601 


219878221 
19601 


gi 
gi|219878216 
1967755 19691 


gi|219878213 
1972100 19735 


gi| 219878212 
1973642 19751 


219878208 
sequenc 


gi 
219878175 


gi 


219878174 
316 


gi 


219878171 
20347 


gi 


219878170 
20362 


gi 


gi|219878160 
2047168 20487 


219878150 
20595 
Eubacteriu 
219878146 
20655 
Micr 
219878143 


gi 


gi 


gi 


llaceae; 
219878137 
sequence 
Actinomyce 


gi 


219878134 
sequence 
illaceae 
gi|219878125 
2094597 20961 


gi 


gi| 219873437 
2108290 21097 
Clostridiu 
gi| 219857658 
2114343 21158 


gi|219857655 


ref 


ref 


Mi 


ref 


ref 


ref 


ref 


ref 


Ac 


ref 


ref 


ref 


ref 


ref 


ref 


m. 
ref 


ococ 
ref 


The 
ref 


tale 


ref 


7 La 


ref 


ref 


m. 
ref 


16 Arthrobacter 
Micrococcineae; 


67 1961603 Vagoco 


e 1979903 19813 


2030195 20316 


81 2033165 Alicyc 
Alicyclobacill 
53 2036233 Rothia 


84 2037751 Coryne 
Coryneba 


07 Paenibacillus 


20 2060972 Eubact 


12 2067008 Microc 


2070125 20716 


2077807 20793 


2082477 20839 


NR_025362.1 


crococcaceae 
NR_025361.1 


crococcaceae 
NR_025360.1 


NR_025355.1 


nus. 
NR_025352.1 


NR_025351.1 


NR_025347.1 
8 
tinomycetale 


NR_025314.1 
3 
; Corynebact 


NR_025313.1 


us. 
NR_025310.1 


crococcaceae 
NR_025309.1 


cterineae; C 


NR_025299.1 


NR_025289.1 


NR_025285.1 


cineae; Micr 
NR_025282.1 
7 
rmobacillus. 
NR_025276.1 
2 
s; Propionib 


NR_025273.1 
6 
ctobacillus. 
NR_025264.1 


NR_026099.2 


NR_025247.1 


ref 


Arthrobacter luteolus 


65 Arthrobacter luteolus Bacteria; 
Micrococcineae; Mi 


; Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 
Vagococcus fessus 
ccus fessus Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 
Thermica 


Clostridium akagii 


91 Clostridium akagii Bacteria; 
Clostridium. 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Alicyclobacillus 
lobacillus hesperidum 


Rothia nasimurium 
nasimurium Bacteria; 
; Rothia. 

Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Paenibacillus borealis 
borealis Bacteria; 


Eubacterium sulci 
erium sulci Bacteria; 


Micrococcus 

occus antarcticus 

ococcaceae; Micrococcus. 
Thermobacillus 

8 Thermobacillus 


Propionibacterium 
0 Propionibacterium 


acterineae; 


Lactobacillus 
3 Lactobacillus 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


NR_025244.1 


Halobacillus salinus 


2118933 2120454 Halobacillus salinus Bacteria; 


348014 Bacteria_16S 2124480 2124541 35 96 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 2126036 2126097 35 96 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 2141093 2141154 35 96 gi|219857641|ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

348014 Bacteria_16S 2169864 2169925 35 96 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

348014 Bacteria_16S 2183493 2183554 35 96 gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

348014 Bacteria_16S 2186538 2186599 35 96 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

348014 Bacteria_16S 2191142 2191203 35 96 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

348014 Bacteria_16S 2192640 2192701 35 96 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

348014 Bacteria_16S 2194084 2194149 31 96 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

348014 Bacteria_16S 2201683 2201728 35 80 gi|219857598|ref|NR_025186.1| Mycoplasma moatsii 


strain MK405 16S 
Tenericutes; Moll 


348014 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


348014 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


348014 Bacteria_16S 
16S ribosomal RNA, partial sequence 2227890 22293 


strain YIM 21741 
Actinobacteria; A 


348014 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


348014 Bacteria_16S 


californiensis st 
californiensis Ba 


348014 Bacteria_16S 


puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


348014 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


348014 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


348014 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


348014 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


348014 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ctinobacteridae; Actinomycetales; Micr 
2231923 2231984 35 96 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
2238042 2238103 35 96 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
2247062 2247123 35 96 gi 
ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2250217 2250278 35 96 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Fructo 
2251742 2251803 35 96 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 
2254781 2254842 35 96 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


oc 


nc 
Pe 


qu 
id 


ue 
e; 


, 


eq 
ba 


ce 


en 
id 


2259397 2259458 35 96 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
2267185 2267246 35 96 gi 
ibosomal RNA, partial sequence 


oc 


lales; Bacillaceae; Bacillus. 


348014 Bacteria_16S 


2200688 22021 


219857578 


219857574 


219857568 


219857566 


219857565 


219857563 


219857560 


219857555 
2266147 22676 


lales; Bacillaceae; Geobacillus. 
2285562 2285623 35 96 gi| 219857542 |ref|NR_025130.1 
54 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 


; Microbacteriac 
ref|NR_025166.1 
13 2232371 Persep 
lla. 
ref 


occineae 


e 22309 
rsephone 
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2227364 2227425 35 96 gi|219857581|ref|NR_025169.1| Paenibacillus 
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strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 
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Clostridium stercorarium subsp. 
Cc 


Clostridiaceae; 


348014 Bacteria_16S 2338176 2338237 35 96 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

348014 Bacteria_16S 2339725 2339786 35 96 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
348014 Bacteria_16S 2345833 2345894 35 96 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

348014 Bacteria_16S 2347311 2347372 35 96 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

348014 Bacteria_16S 2348820 2348881 35 96 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

348014 Bacteria_16S 2361004 2361065 35 96 gi| 219857487 |ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

348014 Bacteria_16S 2362523 2362584 35 96 gi|219857486|ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

348014 Bacteria_16S 2382231 2382292 35 96 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 2388329 2388390 35 96 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
348014 Bacteria_16S 2389869 2389930 35 96 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
strain IL371 16S ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

348014 Bacteria_16S 2397382 2397443 35 96 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

348014 Bacteria_16S 2398904 2398965 35 96 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

348014 Bacteria_16S 2403457 2403518 35 96 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
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1 Anoxybacillus 


Bacillus asahii 
ria; Firmicutes; 
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9 Paralactobacillus 
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edis; Exiguobacterium. 
Bacillus vietnamensis 
2711598 2712985 Bacillus vietnamensis Bacteria; 


348014 Bacteria_16S 2723209 2723270 35 96 gi|219857173|ref|NR_024801.1] Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

348014 Bacteria_16S 2726303 2726364 35 96 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 2745741 2745802 35 96 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

348014 Bacteria_16S 2748556 2748617 35 96 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
348014 Bacteria_16S 2768024 2768085 35 96 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

348014 Bacteria_16S 2778773 2778834 35 96 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

348014 Bacteria_16S 2784681 2784742 35 96 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 

348014 Bacteria_16S 2786254 2786315 35 96 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

348014 Bacteria_16S 2787834 2787895 35 96 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

348014 Bacteria_16S 2789389 2789450 35 96 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

348014 Bacteria_16S 2792287 2792348 35 96 gi|219857122|ref|NR_024750.1| Coprococcus catus 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 

348014 Bacteria_16S 2793662 2793723 35 96 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 2795204 2795265 35 96 gi|219857120|ref|NR_024748.1] Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

348014 Bacteria_16S 2798140 2798201 35 96 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 


Frankineae; 


348014 Bacteria_16S 
cateniformis stra 
cateniformis Bact 


Coprobacillus. 


348014 Bacteria_16S 
subterraneus stra 
subterraneus Bact 
348014 Bacteria_16S 


2814768 2814829 35 96 gi| 219857107 |ref|NR_024735.1 
bosomal RNA, partial sequence 2813767 2815209 Tetrasphaera 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
2817829 2817890 35 96 gi|219856912|ref|NR_024733.1 
in JCM 10604 16S ribosomal RNA, partial sequence 2816799 281828 
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348014 Bacteria_16S 2838983 2839044 35 96 gi|219856898|ref|NR_024717.1 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
348014 Bacteria_16S 2840543 2840604 35 96 gi|219856897|ref|NR_024716.1 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
348014 Bacteria_16S 2843572 2843633 35 96 gi| 219856895 |ref|NR_024714.1 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 284406 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomyc 
Streptomycetaceae; Kitasatospora. 

348014 Bacteria_16S 2846695 2846756 35 96 gi|219856893|ref|NR_024712.1 
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Incertae Sedis; 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 


348014 Bacteria_16S 2869945 2870006 35 96 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
348014 Bacteria_16S 2871525 2871586 35 96 gi|219856877|ref|NR_024696.1| Bacillus vallismortis 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 2873104 2873165 35 96 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 2874692 2874753 35 96 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

348014 Bacteria_16S 2876267 2876328 35 96 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 2877849 2877910 35 96 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

348014 Bacteria_16S 2879415 2879476 35 96 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 2880981 2881042 35 96 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 2882532 2882593 35 96 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 2884082 2884143 35 96 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

348014 Bacteria_16S 2886946 2887007 35 96 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

348014 Bacteria_16S 2888471 2888532 35 96 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

348014 Bacteria_16S 2889995 2890056 35 96 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
348014 Bacteria_16S 2908250 2908311 35 96 gi|219856851|ref|NR_024670.1 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 290869 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 2909796 2909857 35 96 gi|219856850|ref|NR_024669.1 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 291023 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 2911340 2911401 35 96 gi| 219856849 |ref|NR_024668.1 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 291177 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 2912882 2912943 35 96 gi|219856848|ref|NR_024667.1 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 2914426 2914487 35 96 gi| 219856847 |ref|NR_024666.1 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 291486 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 2915969 2916030 35 96 gi|219856846|ref|NR_024665.1 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphy 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

348014 Bacteria_16S 2917511 2917572 35 96 gi|219856845|ref|NR_024664.1 
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3002473 3002534 35 96 gi|219846922|ref|NR_026514.1| Brevibacillus 
n BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
tes; Bacillales; Paenibacillaceae; Brevibacillus. 

3006988 3007049 35 96 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
bosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 

3011400 3011461 35 96 gi|219846916|ref|NR_026508.1| Modestobacter 
ain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
ae; Modestobacter. 

3025071 3025132 35 96 gi| 219846907 |ref|NR_026499.1| Enterococcus 

1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
ia; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

3028067 3028128 35 96 gi|219846905|ref|NR_026497.1| Desulfonispora 
strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 

3029596 3029657 35 96 gi|219846904|ref|NR_026496.1| Anaerobacter 
rain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

3031105 3031166 35 96 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
bosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

3032652 3032713 35 96 gi|219846901|ref|NR_026493.1| Clostridium indolis 
somal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Clostridium. 

3034173 3034234 35 96 gi|219846900|ref|NR_026492.1| Clostridium 
rain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3035700 3035761 35 96 gi|219846899|ref|NR_026491.1| Clostridium disporicum 
bosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
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Firmicutes; 
348014 Bacteria_16S 


strain 1144-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 
348014 Bacteria_16S 


Lactobacillales; 


3037223 3037284 35 


Firmicutes; 
3038778 3038839 35 


ribosomal RNA, partial sequence 
Enterococcaceae; 


3041821 3041882 35 


3044834 3044895 35 


Clostridia; 


96 gi|219846898|ref|NR_026490.1| Clostridium 
sequence 3036217 3037686 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
96 gi|219846897|ref|NR_026489.1| Vagococcus fluvialis 


3037737 30392 
Vagococcus. 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 


faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacter. 


Rarobacteraceae; 
348014 Bacteria_16S 
hortensis strain 


Intrasporangiaceae; 
348014 Bacteria_16S 
strain M1832/95/2 
Bacteria; 
348014 Bacteria_16S 
strain S369-98-1 
Firmicutes; 
348014 Bacteria_16S 


Firmicutes; 


Lactobacillales; 


3046366 3046427 35 


Ornithinicoccus. 
3049476 3049537 35 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


3064693 3064754 35 


3066083 3066120 31 


HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 


96 gi|219846895|ref|NR_026487.1 
3040796 30422 

Facklamia. 

96 gi|219846892|ref|NR_026484.1 

3043846 304530 

Actinomycetales; Microco 

96 gi| 219846891 |ref|NR_026483.1 

3045360 304685 

inomycetales; Micrococci 

96 gi|219846889|ref|NR_026481.1 


30484 


96 gi| 219846879 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptococcaceae; 


Streptococcus. 


68 gi| 219846878 


actinosclerus strain 1187 16S ribosomal RNA, partial sequence 


actinosclerus Bacteria; 


Hymenobacter. 
348014 Bacteria_16S 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 306946 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
348014 Bacteria_16S 
strain ml1134/97/1 
Firmicutes; 
348014 Bacteria_16S 


Lactobacillales; 


Bacteroidetes; 


3068992 3069053 35 


3070546 3070607 35 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


3084205 3084266 35 


Sphingobacteria; 


96 gi| 219846876 


96 219846875 


30695 


gi 


Vagococcus. 
96 gi|219846866 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 


sulfurophilus Bacteria; 


Thermoanaerobacter. 
348014 Bacteria_16S 


histidinovorans strain Z-7940 16S ribosomal RNA, partial 
histidinovorans Bacteria; 


348014 Bacteria_16S 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 309052 
balaenopterae Bacteria; 


348014 Bacteria_16S 


strain 1607-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 
348014 Bacteria_16S 


strain TA68 16S ribosomal RNA, partial sequence 


Firmicutes; 
3088619 3088680 35 


Firmicutes; 
3090171 3090232 35 


Firmicutes; 
3091606 3091667 35 


3093042 3093103 35 


Clostridia; 


Clostridia; 


Lactobacillales; 


Thermoanaerobacterales; Thermoana 

96 gi| 219846863 |ref|NR_026455.1 

sequence 3087607 308909 
Clostridiales; Clostridiaceae; 

96 gi|219846862|ref|NR_026454.1 

Carnobacteriaceae; Granulica 

96 gi|219846861|ref|NR_026453.1 
3090574 3091990 Ignavigranum 

Ignavigranum. 

96 gi|219846860|ref|NR_026452.1 


3092041 30935 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


348014 Bacteria_16S 
strain TAGA27 16S 


3094559 3094620 35 


ribosomal RNA, partial sequence 


96 gi| 219846859 


3093562 30950 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


348014 Bacteria_16S 


3097690 3097751 35 


96 gi| 219846857 


confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 


confusum Bacteria; 
Corynebacteriaceae; 
348014 Bacteria_16S 
strain F98.3HR69 


Corynebacterium. 
3099141 3099202 35 


Actinobacteria; Actinobacteridae; Actinomyceta 


96 gi| 219846856 


16S ribosomal RNA, partial sequence 3098122 30995 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


348014 Bacteria_16S 


3100637 3100698 35 


700631 16S ribosomal RNA, partial sequence 


Lactobacillales; 
348014 Bacteria_16S 
strain Z-7934 16S 
Firmicutes; 
348014 Bacteria_16S 
hydroxybenzoicum 
hydroxybenzoicum 
348014 Bacteria_16S 


Aerococcaceae; 


riboso 
Clostridia; 


strain 
Bacteria; 


Facklamia. 
3102066 3102127 35 


Clostridiales; 
3111027 3111088 35 


Firmicutes; 
3115614 3115675 35 


mal RNA, partial sequence 
Clostridiaceae; 


96 gi| 219846855 
3099595 3101003 Fackl 
96 gi| 219846854 

3101054 31025 


Tindallia. 


96 219846848 


gi 


BT 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
gi|219846845 


96 


resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


Eremococcus. 


Sphingobacteriales; 


Actinomycetales; 


54 3049838 Eremoc 


ref|NR_026471.1 
27 Streptococcus 


ref |NR_026470.1 
3065078 306652 
Flexi 


ref|NR_026468.1 


Micr 


ref |NR_026467.1 
11 3070973 Vagoco 


ref |NR_026458.1 


; Micrococcaceae 
ref|NR_026451.1 


3 Micrococcaceae 
NR_026449.1 
3096668 309807 
les; Corynebacte 


ref |NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref |NR_026447.1 
amia ignava Bact 


ref|NR_026446.1 


ref|NR_026440.1 
3110031 311146 
Peptococcaceae; 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Eremococcus coleocola 
occus coleocola 
Streptococcus ovis 
ovis Bacteria; 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Natronincola 
0 Natronincola 
Natronincola. 
Granulicatella 
3 Granulicatella 
tella. 
Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 

Corynebacterium 
1 Corynebacterium 
rineae; 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Facklamia ignava ATCC 
eria; Firmicutes; 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 


ref |NR_026437.1 
3114620 311608 


Microbacterium 
0 Microbacterium 


348014 Bacteria_16S 
riegelii strain DMMZ 241 
riegelii Bacteria; Actin 
Corynebacteriaceae; Cory 
348014 Bacteria_16S 
oxalivorans strain RAOx- 


3120210 3120271 35 


3121669 3121730 35 
FS 16S ribosomal RNA, partial s 


96 


nebacterium. 
96 


5 16S ribosomal RNA, partial se 
obacteria; Actinobacteridae; Ac 


219846842 
quence 
tinomyceta 


gi 


219846841 
equence 


gi 


oxalivorans Bacteria; 
348014 Bacteria_1 
oxalaticus strain 
Firmicu 
348014 Bacteria_1 


Bacteria; 


strain HK1 0089 1 


Actinobacteria; Actinoba 
348014 Bacteria_1 
strain GY-1 16S r 
Deinococcus-Thermus; 
348014 Bacteria_1 
617-93 16S riboso 


Bacillales; Bacil 


348014 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


348014 Bacteria_16S 


falsenii CCUG 336 


Bacteria; Actinob 


Corynebacterium. 


348014 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 
348014 Bacteria_16S 
kuznetsovii strai 


kuznetsovii DSM 6 


348014 Bacteria_16S 
guttoideum strain 
guttoideum Bacter 
348014 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


348014 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


348014 Bacteria_16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


348014 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


348014 Bacteria_16S 


kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 


348014 Bacteria_16S 


strain M408/89/1 


Firmicutes; Bacillales; 
6S 3123216 3123277 35 

RAOx1 
tes; Bacillales; 
6S 3133584 3133645 35 
6S ribo 


96 gi 


96 gi 
cteridae; Actinomycetales; Mic 
6S 3139539 3139604 31 96 gi 
ibosomal RNA, partial sequence 
Deinococci; Thermales; 
6S 3141090 3141151 35 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; 
3142649 3142710 35 96 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3148646 3148707 35 

51 16S 
acteria 


v 


gi 


Thermaceae 
96 


Gemel 
gi 


Incertae 
96 gi 


3153237 3153298 35 
16S rib 


96 gi 


3156398 3156459 35 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3157979 3158040 35 96 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; 
3165486 3165547 35 96 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
3174594 3174655 35 96 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3176115 3176176 35 96 gi 
2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3179211 3179272 35 
218 16S 


96 gi 


gi 


n DMMZ 


96 gi 
IBS B52 ribosomal RNA, partial 
a; Actinoba 
e; Corynebacterium. 

3180615 3180676 35 96 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3200629 3200690 35 96 gi 
rain CCUG 35717 16S ribosomal RNA, par 
M 44385 Bacteria; Actinobacteria; Acti 
e; Corynebacterium. 
3202067 3202128 35 


96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 


348014 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


348014 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


348014 Bacteria_16S 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 


3206529 3206590 35 96 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3208054 3208115 35 96 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3214027 3214088 35 


96 gi 


Paenibaci 


16S ribosomal RNA, partial sequ 
Paenibacillaceae; Ane 


somal RNA, partial sequence 3132587 31340 
xr 


3138565 31400 
eiothermus. 
3140051 3141558 Gemel 


3141609 31431 


ribosomal RNA, partial sequence 
; Actinobacteridae; Actinomycet 


osomal RNA, partial sequence 3152235 31537 
cteridae; Actinomycetales; Micr 


Clostridia 


3164429 31659 


cteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 3201064 32024 


llaceae; 
219846840 
ence 31221 
urinibacil 
219846833 


oc 
219846829 


M 
219846828 


la 
219846827 


Sedis; 
219846823 

31476 
Cory 


ales; 


219846820 


ococcineae 
219846818 
sequence 

Clostridia 
219846817 
equence 

les; Lachn 
219846812 


illus. 

219846805 
31735 
s; Thermoa 
219846804 
sequence 
Actinomyc 


219846802 
sequence 
inomycet 


219846801 
31795 


219846788 
tial seque 
nobacterid 


219846787 


nebacterin 
219846784 
ce 32055 
ales; Cory 
219846783 
ial sequen 
e; Actinom 


219846778 


Aneur 


occineae; 


ref|NR_026434.1 
119211 312059 


Corynebacte 


Ww 


les; 


NR_026433.1 
120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026425.1 


ref 


w 


; De 
ref 


rmacoccacea 
NR_026421.1 


ref 
lab 


NR_026420.1 
ergeri Bacte 


ref |NR_026419.1 


ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


ref |NR_026412.1 


; In 
ref 

3 
les; 


trasporangia 
NR_026410.1 
155325 315690 
Peptococcac 
ref|NR_026409.1 

3156952 315844 
ospiraceae. 
ref|NR_026404.1 
45 Lactobacillus 


ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026396.1 
175122 317658 
etales; Coryneba 


w 


ref|NR_026394.1 

3178210 317953 
ales; Corynebact 
ref |NR_026393.1 
83 3181087 Fackla 


ref 
nce 
ae; 


NR_026380.1 
319961 
Actinomyceta 


ref |NR_026379.1 


eae; Corynebacte 


Corynebacterium 
3 Corynebacterium 
rineae; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 

Ammoniphilus 
philus oxalaticus 
iphilus. 

Demetria terragena 


43 Demetria terragena Bacteria; 
e: 


Demetria. 
Meiothermus cerbereus 


’ 


00 Meiothermus cerbereus Bacteria; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Desulfotomaculum 

1 Desulfotomaculum 

eae; Desulfotomaculum. 
Desulfotomaculum 

6 Desulfotomaculum 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Corynebacterium 

0 Corynebacterium 
cterineae; 


v 


Corynebacterium 
2 Corynebacterium 
erineae; 


Facklamia hominis 
mia hominis Bacteria; 


Corynebacterium 
4 3201013 Corynebacterium 


les; Corynebacterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


ref|NR_026375.1 
ce 3207052 320851 
ycetales; Coryne 


ref 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


NR_026370.1 
321302 


Corynebacterium 
5 3214498 Corynebacterium 


lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


348014 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


348014 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


348014 Bacteria_16S 


strain DSM 11140 


Firmicutes; Clost 


348014 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


348014 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


348014 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


348014 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


348014 Bacteria_16S 


DSM 
Firmicutes; 


10228 16S rib 
Clost 


348014 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


348014 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


348014 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


348014 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


348014 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


348014 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


348014 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


348014 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


348014 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


348014 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


348014 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


348014 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


strain B 16S ribo 
Clostridia; Clost 


348014 Bacteria_16S 


3215552 3215613 35 96 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3224717 3224778 35 96 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
3226152 3226213 35 


96 gi 


3230661 3230722 35 96 gi 
ridia; Clostridiales; Clostridiales Fa 
3235277 3235338 35 96 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3241365 3241426 35 96 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
3246018 3246079 35 
osomal RNA, partial sequence 
riaceae; Listeria. 

3247468 3247529 35 96 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3248984 3249045 35 96 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 
3265430 3265491 35 
osomal RNA, partial sequence 
ridia; Clostridiales; 
3274528 3274589 35 


Clostridiaceae; 
96 gi 


Clostridiaceae; 
96 gi 


Clostridiaceae; 
96 gi 
ridia; Clostridiales; Eubacteriaceae; 
3276037 3276098 35 96 gi 
ridia; Clostridiales; Eubacteriaceae; 

3277556 3277617 35 96 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3279065 3279126 35 96 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3280584 3280645 35 96 gi 
ridia; Clostridiales; Eubacteriaceae; 

3282103 3282164 35 96 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283627 3283688 35 96 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285152 3285213 35 96 gi 
ridia; Clostridiales; Eubacteriaceae; 
3286665 3286726 35 96 gi 


ridia; Clostridiales; Clostridiaceae; 

3297376 3297437 35 96 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3298902 3298963 35 96 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3301943 3302004 35 96 gi 


ridiales; Blautia. 
3303513 3303574 35 


96 


al 


al 


mi 


en 
ph 


Th 


1 
ia 


cl 


cl 


Eu 


Ac 


eq 
le 


qu 


Ac 


s 
ia 


qu 
es 


Ac 


es; 


219846777 


3214 


es; Cor 


219846771 


3223 


es; Act 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 32311 


ococcineae 
219846767 


ly XI. 


219846764 


ce 3234 
omonada 


219846760 
3240430 32418 
ermobrac 
219846757 
3244997 32464 


219846756 


sequenc 
les; Pe 


219846755 
3247999 32493 


ostridi 


219846744 
3264433 32658 


ostridi 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


bacteri 


219846737 
6S ribosomal RNA, partial sequence 3275046 32765 


etobact 


219846736 


uence 
s; Euba 


219846735 


ence 


3; Eubac 


219846734 
6S ribosomal RNA, partial sequence 3279583 32810 


etobact 


219846733 


equence 
les; Eu 


219846732 


ence 
Eubac 


’ 


219846731 
6S ribosomal RNA, partial sequence 3284145 32856 


etobact 


219846730 
16S ribosomal RNA, partial sequence 3285670 32871 


gi 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


5 
Y 


ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


6 


i 


ref|NR_026362.1| Janibacter limosus 

21 Janibacter limosus Bacteria; 

; Intrasporangiaceae; Janibacter. 
ref|NR_026359.1| Peptoniphilus ivorii 
30 Peptoniphilus ivorii Bacteria; 
ncertae Sedis; Peptoniphilus. 
ref|NR_026356.1| Thermosyntropha 

98 3235755 Thermosyntropha lipolytica 
eae; Thermosyntropha. 

ref |NR_026352.1| Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
hium. 
ref|NR_026349.1| Listeria grayi strain 
22 Listeria grayi Bacteria; Firmicutes; 


I 


2 
c 


ref|NR_026348.1 
3246473 324794 


Desulfotomaculum 
8 Desulfotomaculum 
tococcaceae; Desulfotomaculum. 
ref |NR_026347.1| Clostridium isatidis 
30 Clostridium isatidis Bacteria; 
m. 
ref |NR_026336.1| Clostridium vincentii 
96 Clostridium vincentii Bacteria; 
m. 
ref |NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 
mis 
ref|NR_026329.1| Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetobacterium. 
ref|NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 
3282621 328409 
eriaceae; Acetobacterium. 
ref |NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
rium. 
ref |NR_026322.1| Clostridium pascui 
40 Clostridium pascui Bacteria; 


e 
Pp 


U 


U 


U 


e 
Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium 
2 Acetobacterium 


Cc 


t 


e 
Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 


b 


t 


e 


Clostridium. 
219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ence 3296373 3297834 Pseudobutyrivibrio ruminis 
spiraceae; Pseudobutyrivibrio. 
219846722 |ref|NR_026314.1] Blautia 
al sequence 3297885 3299342 Blautia 
stridiales; Blautia. 
219846720|ref|NR_026312.1| Blautia schinkii 

ia schinkii Bacteria; Firmicutes; 
219846719|ref|NR_026311.1| Salinicoccus roseus 


strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 


Firmicutes; Bacil 


lales; Salinicoccus. 


348014 Bacteria_ 


strain 1A-C 16S 
Actinobacteria; 


348014 Bacteria_ 
aotearoense strai 
aotearoense Bacte 


Incertae Sedis; 


348014 Bacteria_ 


strain DSM 9580 
Actinobacteria; 


348014 Bacteria_ 


tyrofermentans s 


tyrofermentans Ba 
Dermabacteraceae; 
348014 Bacteria_ 


strain DSM 7083 
Actinobacteria; 


348014 Bacteria_ 
nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 
348014 Bacteria_ 
alimentarium stra 


alimentarium Bac 


Dermabacteraceae; 
348014 Bacteria_ 
halophilus strain 
halophilus Bacter 
348014 Bacteria_ 


strain DSM 20748 
Firmicutes; 


348014 Bacteria_ 


strain M17C 16S 
Actinobacteria; 


348014 Bacteria_ 


strain DSM 2062 
Actinobacteria; 


348014 Bacteria_ 


citrea strain DS 


Bacteria; Actinob 
Promicromonospora. 
348014 Bacteria_ 


strain DSM 43852 
Actinobacteria; 


348014 Bacteria_ 
uratoxydans strai 
uratoxydans Bacte 


Arthrobacter. 


348014 Bacteria_ 


strain DSM 20167 
Actinobacteria; 


348014 Bacteria_ 


strain DSM 20119 
Actinobacteria; 


348014 Bacteria_ 


strain DSM 20138 
Actinobacteria; 


348014 Bacteria_ 
histidinolovorans 
histidinolovorans 


Micrococcaceae; 


348014 Bacteria_ 


strain DSM 20116 
Actinobacteria; 


348014 Bacteria_ 


strain ATCC 3304 
Bacteria; Firmic 


348014 Bacteria_ 


strain NCTC 1095 
Actinobacteria; 


348014 Bacteria_ 


strain CIP 10325 


Bacil 


16S 3311087 3311148 35 96 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 3323200 3323261 35 96 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 


gi 


ria; Firmicutes; Clostridia; Thermoana 
Thermoanaerobacterium. 
16S 3352070 3352131 35 96 gi 


1 
Actinobacteridae; Actinomycetales; Micr 
16S 3355155 3355216 35 96 gi 
train CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 

16S 3356715 3356776 35 
1 
Actinobacteridae; Actinomycetales; Micr 
16S 3358278 3358339 35 96 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

16S 3359842 3359903 35 96 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

16S 3361426 3361487 35 96 gi 
DSM 20408 16S ribosomal RNA, partial 

ia; Firmicutes; Bacillales; Bacillacea 
16S 3362993 3363054 35 96 gi 


96 gi 


t 


lales; Bacillaceae; Salimicrobium. 
16S 3378080 3378141 35 96 

ribosomal RNA, partial sequence 

Actinobacteridae; Actinomycetales; Micr 
16S 3394677 3394738 35 96 gi 
1 
Actinobacteridae; Actinomycetales; Micr 
16S 3396186 3396247 35 96 gi 
M 43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


16S 3397689 3397750 35 96 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 3399216 3399277 35 96 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
16S 3400751 3400812 35 96 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 3402277 3402338 35 96 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3403816 3403877 35 96 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3405346 3405407 35 96 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Arthrobacter. 

16S 3406872 3406933 35 96 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 3411502 3411563 35 96 gi 
8 16S ribosomal RNA, partial sequence 
utes; Clostridia; Clostridiales; Veillo 
16S 3413023 3413084 35 96 gi 
1 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Acti 


219846713 


oc 


3310081 33114 


occineae 


219846704 


al 
er 


sequenc 
obactera 


219846683 


oc 


6S ribosomal RNA, partial sequence 3351066 33525 


occineae 


219846680 


et 
ae 


e sequen 
Actino: 


’ 


219846679 


oc 


6S ribosomal RNA, partial sequence 3355696 33572 
occineae; 


219846678 


1 
e; 


sequence 


219846677 


s 


v 


equence 
Actinomy 


219846676 


se 
e; 


quence 
Marinoc 


219846675 


16S ribosomal RNA, partial sequence 3361953 33634 


219846664 


oc 


3377063 33785 


occineae 


219846649 


oc 


6S ribosomal RNA, partial sequence 3393663 33951 


occineae 


219846648 


en 
al 


ce 33951 
es; Micr 


219846647 


oc 


16S ribosomal RNA, partial sequence 3396701 33981 
occineae; 


219846646 


s 
A 


equence 
ctinomyc 


219846645 


oc 


16S ribosomal RNA, partial sequence 3399736 34012 


occineae 


219846644 


oc 


16S ribosomal RNA, partial sequence 3401264 34027 


occineae 


219846643 


oc 


16S ribosomal RNA, partial sequence 3402800 34042 


occineae 


219846642 


ar 
oh 


tial seq 
dae; Act 


219846641 


oc 


16S ribosomal RNA, partial sequence 3405866 34073 


occineae 


219846637 


ne 


34104 
llaceae; 


219846636 


no: 


16S 3414485 3414546 35 96 gi 
9 16S ribosomal RNA, partial sequence 


34120 
mycineae 


219846635 
3413473 3414913 Actinomyces israelii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


Actinomycet 


ref|NR_026305.1 


; Bogoriellaceae 
ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref|NR_026275.1 


; Microbacteriac 
ref|NR_026272.1 
ce 3354134 335564 
mycetales; Micro 
ref|NR_026271.1 
; Dermabacterace 
ref |NR_026270.1 

3357257 335877 
ales; Microc 


ref |NR_026269.1 
3358821 336033 
cetales; Microco 


ref |NR_026268.1 

3360383 336190 
occus. 
ref |NR_026267.1 
41 Salimicrobium 


ref |NR_026256.1 


; De 
ref 


rmacoccaceae 
NR_026241.1 
; Brevibacteriac 
ref |NR_026240.1 
98 3396650 Promic 
ococcineae; Prom 
ref |NR_026239.1 
; Cellulomonadac 
ref |NR_026238.1 

3398202 339968 
etales; Micrococ 


ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 


; Micrococcaceae 
ref |NR_026234.1 
uence 340433 


inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcacea 
ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref |NR_026227.1 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Brachybacterium 

5 Brachybacterium 

coccineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Brachybacterium 
2 Brachybacterium 


ccineae; 


Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 

romonospora citrea 

icromonosporaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 


’ 


Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


85 Arthrobacter ilicis Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 
e: 


Arthrobacter. 
Dialister pneumosintes 
ter pneumosintes 


v 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Actinomyces israelii 


348014 Bacteria_16S 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


348014 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


348014 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


348014 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


348014 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


348014 Bacteria_16S 
6S ribosomal RNA, partial sequence 3435424 34367 


strain DZZM 328 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacte 
Corynebacterium. 

348014 Bacteria_16S 3446921 3446982 35 96 gi|219846612|ref|NR_026204.1 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 3453157 3453218 35 96 gi|219846608|ref|NR_026200.1 


strain DSM 20315 


strain DSM 20032 


strain DSM 20550 


strain DSM 20541 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
348014 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


Micrococcaceae; Arthrobacter. 
348014 Bacteria_16S 


strain DSM 20546 


polychromogenes s 
polychromogenes B 


Micrococcaceae; Arthrobacter. 
348014 Bacteria_16S 


strain DSM 20545 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
348014 Bacteria_16S 3466845 3466906 35 96 gi|219846598|ref|NR_026190.1 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 3465830 346730 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Arthrobacter. 

348014 Bacteria_16S 3468367 3468428 35 96 gi|219846597|ref|NR_026189.1 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 346735 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
Micrococcaceae; Arthrobacter. 

348014 Bacteria_16S 3469893 3469954 35 96 gi|219846596|ref|NR_026188.1 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
348014 Bacteria_16S 3471413 3471474 35 96 gi|219846595|ref|NR_026187.1 


oc 


3454683 3454744 35 96 gi 
oc 


3456212 3456273 35 96 gi 
oc 


3457741 3457802 35 96 gi 
oc 
3459235 3459296 35 96 gi 
ain DSM 20168 16S ribosomal RNA, parti 


teria; Actinobacteria; Actinobacterida 


al 
e; 


3460756 3460817 35 96 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


te 
ae 
3462277 3462338 35 96 gi 
oc 
3463799 3463860 35 96 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


ti 
da 
3465323 3465384 35 


96 gi 


3415953 3416014 35 96 gi|219846634|ref|NR_026226.1 

16S ribosomal RNA, partial sequence 3414964 3416365 Cellul 

acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cell 

3430804 3430865 35 96 gi|219846624|ref|NR_026216.1 

n CIP 81.82 16S ribosomal RNA, partial sequence 3429781 343112 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
e; Corynebacterium. 

3432176 3432237 35 96 gi|219846623|ref|NR_026215.1 

CIP 103452 16S ribosomal RNA, partial sequence 3431175 343257 

ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
e; Corynebacterium. 

3433624 3433685 35 96 gi|219846621|ref|NR_026213.1 

CC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Coryne 

acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 

3434982 3435043 35 96 gi|219846620|ref|NR_026212.1 

CC 29592 16S ribosomal RNA, partial sequence 3433993 343537 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
e; Corynebacterium. 

3436416 3436477 35 96 gi|219846619|ref|NR_026211.1 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 


occineae 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 


occineae 


219846603 


sequenc 


219846602 


sequenc 
Actino: 


’ 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 


occineae 


219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


occineae 
219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 


occineae 
219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
348014 Bacteria_16S 


Actinomycet 


7 Mi 
ref 


crococcaceae 
NR_026199.1 
; Micrococcaceae 
ref |NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
+ Micrococcacea 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 


e: 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


’ 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


79 Arthrobacter pascens Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


Arthrobacter 


3470399 347186 


2 Arthrobacter 


348014 Bacteria_16S 


strain 6843 DSM 1 


3479056 3479117 35 96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


348014 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


348014 Bacteria_16S 


strain NCTC 11636 


3480514 3480575 35 96 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3481989 3482050 35 96 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


348014 Bacteria_16S 


acetireducens str 
acetireducens Bac 


348014 Bacteria_16S 


strain DSM 3133 1 


3483448 3483509 35 96 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3488132 3488193 35 96 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


348014 Bacteria_16S 


strain ATCC 51856 
Actinobacteria; A 


348014 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


348014 Bacteria_16S 


strain DSM 20425 
Actinobacteria; A 


348014 Bacteria_16S 


strain DSM 43045 
Actinobacteria; A 


348014 Bacteria_16S 


strain DSM 20145 
Actinobacteria; A 


348014 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


348014 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


348014 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


348014 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


348014 Bacteria_16S 


strain DSM 7485 1 
Actinobacteria; A 


348014 Bacteria_16S 


strain DSM 7486 1 


3498711 3498772 35 96 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3501663 3501724 35 96 gi 


ridia; Clostridiales; 
3503102 3503163 35 


Clostridiaceae; 
96 gi 


ctinobacteridae; Actinomycetales; Micr 
3504630 3504691 35 96 gi 


ctinobacteridae; Actinomycetales; Micr 
3506157 3506218 35 96 gi 


ctinobacteridae; Actinomycetales; Micr 
3507675 3507736 35 96 gi 
DSM 20166 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 


3509196 3509257 35 96 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 

3510716 3510777 35 
DSM 2053 
a; Actin 


, 
96 gi 
0 16S ribosomal RNA, partial s 
obacteria; Actinobacteridae; A 


3512240 3512301 35 
SM 20427 
Actino 


96 gi 
16S ribosomal RNA, partial se 
bacteria; Actinobacteridae; Ac 


’ 


3513764 3513825 35 
6S ribos 
ctinobacteridae; Actinomycetales; Micr 
3515288 3515349 35 96 gi 


96 gi 


6S ribos 


219846590 


6S ribosomal RNA, partial sequence 3478022 34794 


nomycineae 
219846589 
1 sequence 
Actinomyc 


219846588 
34809 
nomycineae 
219846587 
al sequenc 
diales; Cl 
219846584 


6S ribosomal RNA, partial sequence 3487117 34886 
occineae; 


oc 
219846577 
34976 
nomycineae 
219846575 


6S ribosomal RNA, partial sequence 3500724 35020 


Clostridiu 
219846574 


16S ribosomal RNA, partial sequence 3502100 35035 


ococcineae 
219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


ococcineae 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


ococcineae 
219846571 
equence 
ctinomycet 


219846570 
1 sequence 
; Actinomy 
219846569 
equence 

ctinomycet 


219846568 
quence 


tinomyceta 


219846567 


omal RNA, partial sequence 3512760 35142 


occineae 


66 


oc 
2198465 


Actinobacteria; Actinobac 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micrococcineae 


348014 Bacteria_16S 


strain DSM 20542 


3516807 3516868 35 96 gi 


219846565 


16S ribo 


Actinobacteria; Actinobac 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae 


348014 Bacteria_16S 


strain DSM 20528 
Actinobacteria; A 


348014 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


348014 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


348014 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


348014 Bacteria_16S 


3518329 3518390 35 96 gi 
16S ribo 
ctinobacteridae; Actinomycetales; Micr 
3519884 3519945 35 96 gi 
16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; My 
3524449 3524510 35 96 gi 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 
3525924 3525985 35 


e; 
96 gi 
ridia; Clostridiales; 
3529027 3529088 35 


Clostridiaceae; 
96 gi 


219846564 


somal RNA, partial sequence 3517327 35187 
occineae; 


oc 
219846563 
35188 
coplasma. 
219846560 
equence 
tinomyceta 


219846559 


6S ribosomal RNA, partial sequence 3524935 35264 


Clostridiu 
219846557 


ref |NR_026182.1 


; Actinomycetace 
ref|NR_026181.1 

3479494 348091 
etales; Actinomy 


ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026176.1 


; Cellulomonadac 
ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026167.1 


m. 


ref|NR_026166.1 


, Br 
ref 


evibacteriac 
NR_026165.1 
> Mi 
ref 


crobacteriac 
NR_026164.1 


; Microbacteriac 
ref |NR_026163.1 

3506673 350814 
ales; Micrococci 


’ 


ref |NR_026162.1 
3508192 350966 
cetales; Microco 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 
ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteria 
ref|NR_026157.1 
> Mi 
ref 


crobacteria 
NR_026156.1 


; Microbacteriac 
ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_026152.1 

3523483 352488 
les; Pseudonocar 
ref|NR_026151.1 


mM. 


Cc 


Cc 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Clostridium 
2 Clostridium 
ostridium. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Mycoplasma genitalium 
asma genitalium 


Saccharopolyspora 
4 Saccharopolyspora 


dineae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


ref |NR_026149.1 


Clostridium quinii 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


Clostridiu 


mM. 


348014 Bacteria_16S 


homopropionicum s 
homopropionicum B 


348014 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


348014 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


348014 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


348014 Bacteria_16S 


strain DSM 8723 
Firmicutes; Bacil 
348014 Bacteria 
strain DSM 8722 
Firmicutes; Bacil 
348014 Bacteria 
strain DSM 8721 
Firmicutes; Bacil 
348014 Bacteria 
strain DSM 8720 
Firmicutes; Bacil 
348014 Bacteria_ 
strain DSM 8716 
Firmicutes; Bacil 
348014 Bacteria 
strain DSM 8715 
Firmicutes; 


Bacil 


348014 Bacteria_16S 


DSM 6307 16S ribo 


Bacillales; Bacil 


348014 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


348014 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


348014 Bacteria_16S 


strain 234/92 16S 
Actinobacteria; A 


348014 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


348014 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


348014 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


348014 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


348014 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


348014 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


348014 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


348014 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


348014 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


3530524 3530585 35 96 gi| 219846556 
train DSM 5847 16S ribosomal RNA, partial sequen 
acteria; Firmicutes; Clostridia; Clostridiales; 

3532054 3532115 35 96 gi| 219846555 
omal RNA, partial sequence 3531057 3532455 Sarci 
ridiales; Clostridiaceae; Sarcina. 

3533500 3533561 35 96 gi| 219846554 
S ribosomal RNA, partial sequence 3532506 35339 
ridia; Clostridiales; Clostridiaceae; Sarcina. 

3535052 3535113 35 96 gi| 219846553 

DSM 8725 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; 

3536619 3536680 35 96 gi| 219846552 
6S ribosomal RNA, partial sequence 3535585 35370 
lales; Bacillaceae; Bacillus. 
16S 3538175 3538236 35 96 gi|219846551 
6S ribosomal RNA, partial sequence 3537139 35386 
lales; Bacillaceae; Bacillus. 
16S 3539746 3539807 35 96 gi| 219846550 
6S ribosomal RNA, partial sequence 3538695 35402 
lales; Bacillaceae; Bacillus. 
16S 3541318 3541379 35 96 gi|219846549 
6S ribosomal RNA, complete sequence 3540266 35417 
lales; Bacillaceae; Bacillus. 
16S 3542873 3542934 35 96 gi| 219846548 
6S ribosomal RNA, partial sequence 3541838 35433 
lales; Bacillaceae; Bacillus. 
16S 3544429 3544490 35 96 gi|219846547 
6S ribosomal RNA, complete sequence 3543393 35448 
lales; Bacillaceae; Bacillus. 

3545985 3546046 35 96 gi| 219846546 
somal RNA, complete sequence 3544949 35464 
laceae; Bacillus. 

3550581 3550642 35 96 gi| 219846543 
rain ATCC 25780 16S ribosomal RNA, partial seque 
cteria; Firmicutes; Clostridia; Clostridiales; C 

3552112 3552173 35 96 gi| 219846542 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3571870 3571931 35 96 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Bifidobacteriales; Tu 
3582350 3582411 35 96 gi 
p- thermolacticum strain TX41 16S ribo 


lostridium. 

3583895 3583956 35 96 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3593186 3593247 35 96 gi 
ridia; Clostridiales; Clostridiaceae; 
3594718 3594779 35 96 gi 


ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3596256 3596317 35 96 gi 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3597789 3597850 35 96 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3599337 3599398 35 96 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3610023 3610084 35 96 gi 


lales; Planococcaceae; Planococcus. 

3611505 3611566 35 96 gi 
16S ribosomal RNA, partial sequence 

lales; Planococcaceae; Planococcus. 


348014 Bacteria_16S 


3641673 3641734 35 96 gi 


3551089 35526 


3570843 35723 


6S ribosomal RNA, partial sequence 3592199 35936 


3595254 35967 


16S ribosomal RNA, partial sequence 3608971 36104 


Caloramato 
219846528 


ricella. 
219846521 
somal RNA, 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


219846520 

equence 

ridiales; 
219846513 


Clostridiu 
219846512 
1 sequence 
diales; Cl 
219846511 


Clostridiu 
219846509 
ence 35967 
spiraceae; 
219846508 
al sequenc 
idiales; C 
219846499 


219846498 
36104 


Clostridium 
6 Clostridium 
Clostridium. 

Sarcina maxima strain 
ia; Firmicutes; 


ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026147.1 
na maxima Bacter 


ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 
ref|NR_026145.1| Bacillus 

3534017 3535534 Bacillus 
Bacillus. 
ref|NR_026144.1| Bacillus halmapalus 
88 Bacillus halmapalus Bacteria; 


ref|NR_026143.1| Bacillus gibsonii 
44 Bacillus gibsonii Bacteria; 


ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 


Clostridium 

2 3551038 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_026134.1| Caloramator indicus 
03 Caloramator indicus Bacteria; 

r. 
ref|NR_026120.1| Turicella otitidis 
03 Turicella otitidis Bacteria; 


ref 
nce 


NR_026135.1 
354957 


ref 
par 


NR_026113.1| Clostridium 
tial sequence 3581316 3582832 
Clostridia; Clostridiales; 


ref|NR_026112.1| Clostridium 

3582883 3584385 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_026105.1| Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
m. 
ref|NR_026104.1 
3593717 359520 
ostridiaceae; Clostridium. 
ref|NR_026103.1| Clostridium populeti 
42 Clostridium populeti Bacteria; 

m. 
ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; Clostridium. 
ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


Clostridium 
3 Clostridium 


Clostridium 
idium lentocellum 
m. 

Clostridium 
6 Clostridium 


219846478 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 


ref|NR_026090.1| Planococcus citreus 
51 3611882 Planococcus citreus Bacteria; 
ref|NR_026070.1| Kitasatospora 


3640656 3642130 Kitasatospora 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


348014 Bacteria_16S 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


348014 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
348014 Bacteria_16S 


halophilum strain 
halophilum Bacter 


348014 Bacteria_16S 
PER-K23 16S ribosomal RNA, partial se 
Clostridia 


restrictus strain 
restrictus Bacter 


348014 Bacteria_16S 


chlororespirans s 
chlororespirans B 


348014 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


348014 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


348014 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


348014 Bacteria_16S 
sporothermodurans strain M215 16S ribosomal RNA, partia 


sporothermodurans 


348014 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycop 


348014 Bacteria_16S 


thermocisternum s 
thermocisternum B 


348014 Bacteria_16S 


michiganensis sub 


Actinomycetales; 


348014 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


348014 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


348014 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


348014 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


348014 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


348014 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


348014 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


348014 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


; Kitasatospora. 
3643198 3643259 35 96 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3644730 3644791 35 96 

S ribosomal RNA, partial sequence 


v 


gi 


3653864 3653925 35 96 gi 

SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; 
3666189 3666250 35 


96 gi 


ia; Firmicutes; Clostridia; 
3685853 3685914 35 96 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; 
3700893 3700954 35 96 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3711445 3711506 35 96 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3720415 3720476 35 96 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 
3723523 3723584 35 96 gi 


gi 


Bacteria; Firmicutes; Bacillales; Bac 
3757491 3757552 35 96 gi 


lasmataceae; Mycoplasma. 

3765064 3765125 35 96 gi 
train ST90 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3769434 3769495 35 96 gi 
species tessellarius strain 78181 16S 


3643713 36451 
Stre 


Clostridia 


Clost 


3699882 37013 


3719395 37209 


3756485 3757942 Mycop 


219846477 
sequence 
Actinomyc 


219846476 


ptomycinea 
219846469 
sequence 
les; Pepto 
219846461 
quence 
les; Pepto 
219846447 
sequence 
ridiales; 
219846436 


e; 


219846429 

37104 
Clostridium. 
219846422 


Clostridium. 
219846419 
1 sequence 
illaceae; 
219846394 


219846388 
sequence 
ridiales; 
219846385 
ribosomal 


ref 
etal 


ref 
93 Kitasatospora 


ref 


cocc 
ref 


cocc 
Pept 
ref 


36 Ureaplasma gallorale Bacteria; 


ref 
25 3711931 Clost 


ref 
01 Clostridium chauvoei Bacteria; 


ref 
Baci 
ref 
lasma alvi Bact 
ref 
Pept 


ref 
RNA, 


NR_026069.1 
3642181 364366 
es; 
NR_026068.1 
Streptomyceta 
NR_026061.1 
3652827 365435 
aceae; Desul 
NR_026053.1 
3665143 366662 
aceae; Dehal 
NR_026038.1 
3684807 368631 
ococcaceae; 
NR_026027.1 


NR_026020.1 
r 


NR_026013.1 


NR_026010.1 
3722493 372398 
llus. 
NR_025985.1 
e 


NR_025979.1 
3764125 376551 
ococcaceae; 
NR_025976.1 
partial se 


quence 
Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Dehalobacter 
8 Dehalobacter 
obacter. 

Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Ureaplasma gallorale 


Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


Bacillus 
9 Bacillus 


Mycoplasma alvi strain 
ria; Tenericutes; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Clavibacter 
3768438 3769927 


Micrococcineae; Microbacteriaceae; Clavibacter. 

3811818 3811879 35 96 gi|219846355|ref|NR_025946.1| Carnobacterium 
£3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

3830192 3830253 35 96 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
bosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

3831730 3831791 35 96 gi|219846341|ref|NR_025931.1| Ruminococcus 
in C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
tes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

3834618 3834679 35 96 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
somal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
ridiales; Ruminococcaceae; Ruminococcus. 

3840645 3840706 35 96 gi|219846335|ref|NR_025925.1| Blastococcus 

B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
acteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 

3842194 3842255 35 96 gi|219846334|ref|NR_025924.1| Halanaerobium 
H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
tes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

3845263 3845324 35 96 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 


348014 Bacteria_16S 


strain 4229 16S r 
Tenericutes; Moll 


3844228 38456 


3851214 3851275 35 96 gi|219846328|ref|NR_025918.1 
rain ATCC 35603 16S ribosomal RNA, partial sequence 385021 
Cc 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Rumino 

3852726 3852787 35 96 gi| 219846327 |ref|NR_025917.1 
rain CD2 16S ribosomal RNA, partial sequence 3851732 385319 
cteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 

3860272 3860333 35 96 gi|219846322|ref|NR_025912.1 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


97 Staphylococcus warneri Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Mycoplasma imitans 


3859256 3860694 Mycoplasma imitans Bacteria; 


348014 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


348014 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


348014 Bacteria_16S 


strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 38807 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

348014 Bacteria_16S 3881801 3881862 35 96 gi| 219846308 |ref|NR_025898.1 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 388228 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoana 
Thermoanaerobacter. 

348014 Bacteria_16S 3883374 3883435 35 96 gi| 219846307 |ref|NR_025897.1 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 388233 


Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

348014 Bacteria_16S 3903309 3903370 35 96 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
348014 Bacteria_16S 3904889 3904950 35 96 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

348014 Bacteria_16S 3908001 3908062 35 96 gi|219846289|ref|NR_025879.1| Ureaplasma felinum 
strain FT2-B 16S ribosomal RNA, partial sequence 3906969 3908441 Ureaplasma felinum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

348014 Bacteria_16S 3909525 3909586 35 96 gi|219846288|ref|NR_025878.1| Ureaplasma diversum 
strain A417 16S ribosomal RNA, partial sequence 3908492 3909969 Ureaplasma diversum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

348014 Bacteria_16S 3911054 3911115 35 96 gi| 219846287 |ref|NR_025877.1| Ureaplasma 
canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 3910020 3911499 Ureaplasma 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

348014 Bacteria_16S 3930884 3930945 35 96 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

348014 Bacteria_16S 3932426 3932487 35 96 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

348014 Bacteria_16S 3958794 3958855 35 96 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

348014 Bacteria_16S 3960328 3960389 35 96 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 3994146 3994207 35 96 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

348014 Bacteria_16S 4004624 4004685 35 96 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

348014 Bacteria_16S 4012123 4012184 35 96 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
348014 Bacteria_16S 4024230 4024291 35 96 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

348014 Bacteria_16S 4025706 4025767 35 96 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

348014 Bacteria_16S 4041016 4041077 35 96 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 4042474 4042535 35 96 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 4044006 4044067 35 96 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

348014 Bacteria_16S 4050066 4050111 35 80 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 


strain JC2056 16S 


Thermoanaerobacter brockii subsp. 


3872493 3872554 35 96 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3874080 3874141 35 96 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 
3880227 3880288 35 96 gi 


gi 


ribosomal RNA, partial sequence 


finnii Bacteria; 


219846314 


3871442 38729 


Sedis; 
219846313 
38730 
Incertae 
219846309 


Firmicutes; 


ref |NR_025904.1 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref|NR_025899.1 


Clostridia; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella. 


Gemella haemolysans 


a haemolysans ATCC 10379 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Thermoanaerobacter 


7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 


8 3883860 


4049074 4050453 Nocardioides aestuarii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 


348014 Bacteria_16S 
strain JC1078 16S 


4054457 4054518 35 96 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
4058993 4059054 35 96 gi|219846181|ref|NR_025771.1| Citricoccus 


348014 Bacteria_16S 
alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 
348014 Bacteria_16S 
saccharolytica st 
saccharolytica Ba 
Soehngenia. 
348014 Bacteria_16S 
strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 


rain YI 
cteria; 
itricoc 


cteria; 


ridia; 


4072571 4072632 35 
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348014 Bacteria_16S 4078692 4078753 35 96 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

348014 Bacteria_16S 4083382 4083443 35 96 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

348014 Bacteria_16S 4086391 4086452 35 96 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

348014 Bacteria_16S 4102821 4102882 35 96 gi|219846151|ref|NR_025741.1]| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

348014 Bacteria_16S 4113425 4113486 35 96 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

348014 Bacteria_16S 4117908 4117969 35 96 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

348014 Bacteria_16S 4120979 4121040 35 96 gi|219846137|ref|NR_025727.1| Brevibacterium celere 


strain KMM 3637 16S ribo 


somal RNA, partial sequence 4119951 41 


214 


73 Brevibacterium celere Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
348014 Bacteria_16S 4125599 4125660 35 96 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

348014 Bacteria_16S 4131622 4131683 35 96 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

348014 Bacteria_16S 4133194 4133255 35 96 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 


strain MSS-155 16S ribos 


omal RNA, partial sequence 


4132144 41336 


65 Halobacillus locisalis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

348014 Bacteria_16S 4171757 4171818 35 96 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

348014 Bacteria_16S 4173279 4173340 35 96 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

348014 Bacteria_16S 4183990 4184051 35 96 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

348014 Bacteria_16S 4193161 4193222 35 96 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

348014 Bacteria_16S 4199083 4199144 35 96 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

348014 Bacteria_16S 4200567 4200628 35 96 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
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348014 Bacteria_16S 4242956 4243017 35 96 gi|219846040|ref|NR_025630.1 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 424342 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococ 
348014 Bacteria_16S 4244476 4244537 35 96 gi|219722939|ref|NR_024571.1 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 42448 
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348014 Bacteria_16S 54157 54213 35 91 gi|265679028|ref|NR_029336.1 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 

thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcacea 

348014 Bacteria_16S 329507 329567 36 96 gi| 265678841 |ref|NR_029146.1 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Sedimentibacter. 
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348014 Bacteria_16S 2599120 2599176 35 91 gi|219857269|ref|NR_024900.1 
strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 25994 

Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
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1137494 1137554 35 
complete sequence 


96 gi 


1160197 1160258 35 96 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
1237408 1237469 35 96 gi 

tes; Clostridia; Clostridiales; Lachno 
1241969 1242030 35 96 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1317253 1317306 43 96 gi 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1393041 1393086 35 80 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1514185 1514246 35 96 gi 
ribosomal RNA, partial sequence 


al 


ridia; Clostridiales; Lachnospiraceae; B 
1833460 1833521 35 96 gi 
CCUG 13008 16S ribosomal RNA, partial 


a; Actinobacteria; Actinobacteridae; 


se 
Bif 
1856263 1856324 35 96 gi 
CCUG 39779 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

1944475 1944536 35 
16S ribosomal RNA, 
tes; 


96 gi 
complete sequence 
Lactobacillales; Lactobacillaceae; 
2177479 2177540 35 96 gi 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2418950 2419011 35 96 

S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420505 2420566 35 96 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2435469 2435530 35 96 gi 
ain TMC4 16S ribosomal RNA, partial sequ 
teria; Firmicutes; Clostridia; Clostridi 
2450721 2450782 35 96 gi 


gi 


gi 


lales; Thermoactinomycetaceae; Laceyella 


348014 Bacteria_16S 


S ribosomal RNA, partial sequence 


lus. 


es; 


1122944 11244 


253680768 
11319 
Micr 


253680765 
1136447 1137959 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 
228721485 


11591 


Peptococ 
219878251 
n SYR1 16S ribosomal RNA, partial sequence 12363 
spiraceae; 
219878120 
1 sequence 
genotherma 
228715851 
1316224 13177 
Micr 
228716184 
1392046 13934 


es; 


ence 
ales; 


2452272 2452333 35 96 gi 


219878119 
1513128 15146 


lales; Bacillaceae; Bacillus. 
1733130 1733191 35 96 gi| 219878386 
ribosomal RNA, partial sequence 1732113 17335 


utyrivib 
219878313 
quence 

idobacte 


219878297 
quence 
inomycet 


219878232 
19433 
Lactobac 
219857615 
2176454 21779 


219857447 
2417916 24194 


219857446 
2419471 24209 


219857431 


cl 


219857419 
16S ribosomal RNA, partial sequence 2449732 24511 


ostr 


63 Lactobacillus 


ref|NR_028016.1 


ococcineae; 
ref 
onia 
eae; Leifsonia. 
ref |NR_027608.1 
66 1160688 Desul 
caceae; 
ref |NR_025390.1 
92 1237878 Paras 
Parasporobacter 
ref|NR_025259.1 

1240965 124241 
ceae; 
ref|NR_027540.1 


NR_028013.1 


ococ 
ref 


cineae; 
NR_027548.1 


ref|NR_025258.1 


ref|NR_025525.1 
87 Butyrivibrio 
rio. 
ref|NR_025452.1 

1832458 183383 
riales; Bifidoba 


ref|NR_025436.1 
1855266 185659 
ales; Corynebact 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 

ref|NR_025204.1 


ref|NR_025035.1 


ref |NR_025034.1 


ref|NR_025019.1 
2434473 243595 
idiaceae; Cl 


ref|NR_025007.1 


219857418 


peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 


peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; 


55 1133449 Brevib 
Brevibacteriaceae; 


aurea Bacte 


808480 808541 35 96 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
817636 817696 35 96 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
SSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 
857017 857078 35 96 gi|265678474|ref|NR_028777.1| Leuconostoc 
ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 
958311 958372 35 96 gi| 265678406 |ref|NR_028708.1| Geobacillus 
s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
1124018 1124079 35 96 gi|224581425|ref|NR_027206.1| Lactobacillus antri 


antri Bacteria; 
Brevibacterium 
acterium sanguinis 
Leifsonia aurea strain 


ria; Actinobacteria; 


Desulfotomaculum 
otomaculum acetoxidans 


£ 
Desulfotomaculum. 


Parasporobacterium 


porobacterium paucivorans 


ium. 
Sulfurihydrogenibium 
1 Sulfurihydrogenibium 


Sulfurihydrogenibium. 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 
Tropheryma. 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Corynebacterium 
9 Corynebacterium 


erineae; 


Lactobacillus frumenti 
acillus frumenti 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Clostridium 

3 Clostridium 
ostridium. 
Laceyella putida 


92 Laceyella putida Bacteria; 


ref|NR_025006.1 
2451243 245274 
Seinonella 


Seinonella 
3 Seinonella 


348014 Bacteria_16S 
dichotomicum stra 
dichotomicum Bact 
348014 Bacteria_16S 
psychrolactophilu 
psychrolactophilu 
Micrococcaceae; Arthrobacter. 
348014 Bacteria_16S 


strain CCUG 43179 
Bacteria; 


cavipharyngis Bac 


348014 Bacteria_16S 
strain 4822 16S r 


Tenericutes; Moll 


348014 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


348014 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


348014 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


348014 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


348014 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


348014 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


348014 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


348014 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


348014 Bacteria_16S 


vulcanalis strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


348014 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


348014 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


348014 Bacteria_16S 


barnesii strain §S 
Bacteria; Proteob 


348014 Bacteria_16S 


sapovorans strain 
Bacteria; Firmicu 


348014 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 
348014 Fungi_16S 
strain IFM 10035 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


348014 Fungi_16S 
strain IFM 0784 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


348014 Fungi_16S 
strain IFM 0575 1 


Firmicu 
348014 Bacteria_16S 
cavipharyngis str 


2453798 2453859 35 96 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2455334 2455395 35 96 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


219857417 
1 sequence 
tinomyceta 
219857415 
sequence 
eridae; Ac 


2465842 2465903 35 

16S ribosomal RNA, 
tes; Lactobacillales; Lactobacillaceae 
2474826 2474887 35 96 gi 
ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycoplasmataceae 
2476321 2476382 35 96 gi| 219857399 
ibosomal RNA, partial sequence 2475319 24767 
icutes; Mycoplasmataceae; Mycoplasma. 


96 gi 
complete sequence 


219857406 
24647 
; Lactobac 
219857400 
quence 


osomal RNA, partial sequence 4196627 41980 
lales; Bacillaceae; Anoxybacillus. 
981127 981167 40 80 
ES-3 16S ribosomal RNA, partial 
acteria; Epsilonproteobacteria; 
993680 993732 44 96 
OM 16S ribosomal RNA, complete 
tes; Clostridia; Clostridiales; Syntro 
1361468 1361488 35 55 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
; Acidimicrobium. 

1018 1079 35 96 gi 
16S ribosomal RNA, partial sequence 1 


265678390 
ce 98009 
obacterale 
265678382 
ce 99261 
phomonadac 
228719712 
ence 13604 
idimicrobi 


gi 
sequen 
Campyl 

gi 
sequen 


265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 


2527 2588 35 96 gi 
6S ribosomal RNA, partial sequence 1564 


2727858 2727919 35 96 gi|219857169|ref|NR_024797.1 
rain 29W 16S ribosomal RNA, partial sequence 2726822 272832 
cteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonel 

2729388 2729449 35 96 gi|219857168|ref|NR_024796.1 
n NTAP-1 16S ribosomal RNA, partial sequence 2728379 272981 
ria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacill 

3305098 3305159 35 96 gi|219846718|ref|NR_026310.1 
6S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

3306638 3306699 35 96 gi| 219846717 |ref|NR_026309.1 
6S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 

3763619 3763680 35 96 gi|219846390|ref|NR_025981.1 
in ATCC 19171 16S ribosomal RNA, partial sequence 3762598 376407 
eria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Bu 

3790560 3790613 43 96 gi|219846370|ref|NR_025961.1 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3792096 3792149 43 96 gi|219846369|ref|NR_025960.1 
bosomal RNA, partial sequence 3791066 3792555 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3861823 3861884 35 96 gi|219846321|ref|NR_025911.1 
1 RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 
Lactobacillaceae; Lactobacillus. 

4048584 4048645 35 96 gi|219846188|ref|NR_025778.1 

CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyc 
tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

4071123 4071176 43 96 gi|219846172|ref|NR_025762.1 
bosomal RNA, partial sequence 4070099 40715 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

4107352 4107405 43 96 gi| 219846148 |ref|NR_025738.1 
ibosomal RNA, partial sequence 4106362 4107818 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

4197670 4197731 35 96 gi| 219846077 |ref|NR_025667.1 


ref|NR_025005.1 
2452794 245426 
ceae; Thermoflav 
ref|NR_025003.1 
2454319 245573 
tinomycetales; M 


ref |NR_024994.1 

63 2466330 Lactob 

illus. 

ref |NR_024988.1 
2473825 247526 

; Mycoplasma. 

ref |NR_024987.1 


08 Anoxybacillus 


ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref|NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_027584.1 
61 1361925 Acidim 
ales; Acidimicro 


v 


ref |NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 
eae; Nocardiacea 
ref 


4065 4126 35 96 gi 


6S ribosomal RNA, partial sequence 3067 4565 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Arthrobacter 
2 Arthrobacter 
icrococcineae; 


Lactobacillus mucosae 
acillus mucosae 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Persephonella 
8 Persephonella 
la. 

Alicyclobacillus 
6 Alicyclobacillus 
us. 

Lactobacillus panis 
panis Bacteria; 
Lactobacillus oris 
oris Bacteria; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Acholeplasma laidlawii 


laidlawii Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Alicyclobacillus 
lobacillus vulcanalis 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Syntrophomonas 
phomonas sapovorans 

nas. 

Acidimicrobium 
icrobium ferrooxidans 
bineae; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


NR_028652.1 


Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


348014 Fungi_16S 5625 5686 35 96 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

348014 Fungi_16S 7181 7242 35 96 gi| 265678348 |ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

348014 Fungi_16S 8683 8744 35 96 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

348014 Fungi_16S 10169 10230 35 96 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

348014 Fungi_16S 11650 11711 35 96 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
348014 Archaea_16S 24701 24746 35 80 gi|265678616|ref|NR_028921.1| Pyrobaculum 
arsenaticum strain PZ6 16S ribosomal RNA, partial sequence 23761 25140 Pyrobaculum arsenaticum 
Archaea; Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Pyrobaculum. 


348014 Archaea_16S 37697 37742 35 80 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 
strain IC-059 16S ribosomal RNA, partial sequence 36706 38182 Vulcanisaeta souniana Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermoproteaceae; Vulcanisaeta. 

348014 Archaea_16S 208301 208345 35 79 gi|219857171|ref|NR_024799.1| Caldisphaera 
lagunensis strain IC-154 16S ribosomal RNA, partial sequence 207306 208771 Caldisphaera 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldisphaerales; Caldisphaeraceae; Caldisphaera. 

360606 Bacteria_16S 1372431 1372451 29 49 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

368600 Bacteria_16S 52838 52953 1 110 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

368600 Bacteria_16S 898206 898321 1 110 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

368600 Bacteria_16S 963228 963343 1 110 gi| 265678403 |ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

368600 Bacteria_16S 1588614 1588729 1 110 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

368600 Bacteria_16S 2664862 2664977 1 110 gi|219857214|ref|NR_024842.1| Streptococcus 


parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


368600 Bacteria_16S 456726 456837 1 106 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

368600 Bacteria_16S 513277 513388 1 106 gi|265678710|ref|NR_029015.1| Streptococcus 


devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 11957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
368600 Bacteria_16S 607257 607372 1 110 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
368600 Bacteria_16S 719379 719494 1 110 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


uo 


368600 Bacteria_16S 776531 776642 1 106 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

368600 Bacteria_16S 1021329 1021440 1 106 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

368600 Bacteria_16S 1024453 1024564 1 106 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

368600 Bacteria_16S 1225491 1225602 1 106 gi|219878314|ref|NR_025453.1| Streptococcus 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

368600 Bacteria_16S 1909632 1909747 1 110 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

368600 Bacteria_16S 1941624 1941739 1 110 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 


strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


368600 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


368600 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


368600 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


368600 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


368600 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


368600 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


368600 Bacteria_16S 


sporothermodurans 
sporothermodurans 


368600 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


368600 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


368600 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


368600 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


368600 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


368600 Bacteria_16S 


dysgalactiae subs 


2124769 2124884 1 110 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2126325 2126440 1 110 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2259686 2259797 1 106 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2417701 2417816 1 110 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2590132 2590243 1 106 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2593285 2593396 1 106 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2699378 2699493 1 110 gi 


gi 


gi 


laceae; Bacillus. 

3217394 3217505 1 106 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3723812 3723927 1 110 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
4118197 4118308 1 106 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
424228 424342 2 110 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1631210 1631324 2 110 gi 
lales; Bacillaceae; Bacillus. 
2984427 2984541 2 110 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3535342 3535456 2 110 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3538465 3538579 2 110 gi 


gi 


lales; Bacillaceae; Bacillus. 
3541608 3541722 2 110 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
3544719 3544833 2 110 
6S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 

2874982 2875095 2 109 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
1323726 1323834 1 103 gi 
p- dysgalactiae strain ATCC 43078 16S 


gi 


gi 


219857652 


2123444 21249 


219857651 


2125001 21265 


219857560 
22583 
occus. 
219857448 
sequence 
ococcaceae 
219857275 
25888 
cus. 
219857273 
25919 
cus. 
219857189 


2698052 2699555 Bacil 


219846776 
ence 32160 
; Streptoc 
219846419 
1 sequence 
illaceae; 

219846139 


4116858 41183 


occus. 
265678772 


422881 42442 


219878456 


16S ribosomal RNA, partial sequence 1629885 16313 


219846934 


2983106 29845 


219846553 
equence 
illaceae; 

219846551 


6S ribosomal RNA, partial sequence 3537139 35386 


219846549 


complete sequence 3540266 35417 


219846547 


complete sequence 3543393 35448 


219856875 
sequence 

bacillus. 
228715345 

ribosomal 


ref|NR_025241.1| Bacillus aquimaris 
50 Bacillus aquimaris Bacteria; 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 
ref 


NR_025148.1| Streptococcus iniae 


45 2259880 Streptococcus iniae Bacteria; 
ref|NR_025036.1] Streptococcus 

2416361 2417865 Streptococcus 
; Streptococcus. 
ref|NR_024906.1| Enterococcus mundtii 
00 2590328 Enterococcus mundtii Bacteria; 
ref|NR_024904.1| Enterococcus dispar 


38 2593451 Enterococcus dispar Bacteria; 
ref|NR_024817.1| Bacillus asahii strain 
lus asahii Bacteria; Firmicutes; 
ref|NR_026368.1] Streptococcus 
71 3217589 Streptococcus thoraltensis 
occus. 
ref|NR_026010.1| Bacillus 

3722493 3723989 Bacillus 
Bacillus. 
ref|NR_025729.1| Streptococcus minor 


54 Streptococcus minor Bacteria; 


ref|NR_029077.1| Bacillus algicola 
5 Bacillus algicola Bacteria; 


ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 
ref|NR_026145.1| Bacillus 

3534017 3535534 Bacillus 
Bacillus. 
ref|NR_026143.1| Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


368600 Bacteria_16S 


marimammalium str 
marimammalium Bac 


368600 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


368600 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


368600 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


368600 Bacteria_16S 


Streptococcus. 

4243245 4243353 1 103 gi 
ain M54/01/1 16S ribosomal RNA, partia 
teria; Firmicutes; Lactobacillales; St 
474928 475043 1 110 gi 
rain JLB-1 16S ribosomal RNA, partial 

cteria; Firmicutes; Lactobacillales; E 
497933 498040 1 102 gi 
M512/02/1 16S ribosomal RNA, partial 

ia; Firmicutes; Lactobacillales; Strep 
916790 916897 1 102 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
1022882 1022989 1 102 gi 


219846040 
1 sequence 
reptococca 
265678735 
sequence 

nterococca 
265678720 
sequence 

tococcacea 
265678434 
ence 91544 
; Streptoc 
265678363 


pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 


pneumoniae Bacter 


ia; Firmicutes; Lactobacillales; 


Streptococcaceae; 


ref|NR_024694.1| Pullulanibacillus 
2873633 2875172 Pullulanibacillus 

ref|NR_027517.1] Streptococcus 

RNA, partial sequence 1322385 1323890 

ref|NR_025630.1] Streptococcus 
4241925 4243424 Streptococcus 

ceae; Streptococcus. 

ref|NR_029040.1] Enterococcus 
473588 475066 Enterococcus 

ceae; Enterococcus. 

ref|NR_029025.1] Streptococcus 
496622 498127 Streptococcus 

e; Streptococcus. 

ref|NR_028736.1] Streptococcus 

5 916988 Streptococcus intermedius 

occus; Streptococcus anginosus group. 

ref|NR_028665.1] Streptococcus 
1021546 1023060 Streptococcus 
Streptococcus. 


368600 Bacteria_16S 1297716 1297831 1 110 gi|219857534|ref|NR_025122.1 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 12978 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1315989 1316100 1 106 gi|228716557|ref|NR_027552.1 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 131617 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1411338 1411445 1 102 gi|224581432|ref|NR_027214.1 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 141148 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Strepto 
368600 Bacteria_16S 1514474 1514589 1 110 gi|219878119|ref|NR_025258.1 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 15146 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1610133 1610240 1 102 gi|219878470|ref|NR_025609.1 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 160886 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; 
368600 Bacteria_16S 1745700 1745807 1 102 gi| 219878377 |ref|NR_025516.1 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Strept 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

368600 Bacteria_16S 1857990 1858101 1 106 gi| 219878296 |ref|NR_025435.1 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

368600 Bacteria_16S 2382520 2382635 1 110 gi|219857472|ref|NR_025060.1 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 23827 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 2666424 2666531 1 102 gi|219857213|ref|NR_024841.1 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 266654 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
368600 Bacteria_16S 2680038 2680153 1 110 gi|219857203|ref|NR_024831.1 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 268021 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
368600 Bacteria_16S 2871814 2871925 1 106 gi| 219856877 |ref|NR_024696.1 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 28720 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 2881270 2881385 1 110 gi|219856871|ref|NR_024690.1 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 28814 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 2963008 2963115 1 102 gi| 219856815 |ref|NR_024634.1 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

368600 Bacteria_16S 3536908 3537023 1 110 gi|219846552|ref|NR_026144.1 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 35370 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 3546274 3546389 1 110 gi| 219846546 |ref|NR_026138.1 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 35464 

Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 3960617 3960732 1 110 gi|219846252|ref|NR_025842.1 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 39607 

Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 4041305 4041420 1 110 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 731635 731745 1 105 gi|265678561|ref|NR_028865.1 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

368600 Bacteria_16S 1842955 1843069 2 110 gi| 219878307 |ref|NR_025446.1 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 18431 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 2769845 2769959 2 110 gi|219857138|ref|NR_024766.1 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 27700 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 2876556 2876666 1 105 gi|219856874|ref|NR_024693.1 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 28767 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 2882821 2882931 1 105 gi|219856870|ref|NR_024689.1 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 28830 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1803113 1803226 2 109 gi|219878334|ref|NR_025473.1 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 180329 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1652511 1652627 1 110 gi|219878441|ref|NR_025580.1 


galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 


54 Bacillus cohnii Bacteria; 


77 Bacillus firmus Bacteria; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


Streptococcus 
6 Streptococcus 
coccus. 

Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Streptococcus ratti 
ococcus ratti Bacteria; 


Trichococcus palustris 


palustris Bacteria; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Streptococcus 
8 Streptococcus 


Lentibacillus 
9 Lentibacillus 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Streptococcus porcinus 
porcinus Bacteria; 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Bacillus firmus strain 
Firmicutes; 


Bacillus fordii strain 
ria; Firmicutes; 


Solibacillus 
Solibacillus 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Bacillus 
0 Bacillus 


165119 


galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


Bacillus 
2 1652677 Bacillus 


368600 Bacteria 1 
strain STR Tl 16S 
Lacto 
368600 Bacteria_1 
strain SL-4 16S r 
Bacil 
368600 Bacteria_1 
thermoamylovorans 
thermoamylovorans 
368600 Bacteria_1 
haemoperoxidus st 
haemoperoxidus Ba 
368600 Bacteria_16S 
16S ribosomal RNA, partial sequence 1154576 11561 


Firmicutes; 


Firmicutes; 


iheyensis HTE831 
Bacteria; 


Firmicu 
368600 Bacteria_16S 


6S 2964557 2964665 1 103 
ribosomal RNA, partial sequence 


gi 


Oceanoba 
106 gi 


tes; Bacillales; Bacillaceae; 


1703049 1703160 1 


219856814 


2963222 29647 


cillus. 
219878406 


karajensis strain MA-2 16S ribosomal RNA, partial sequence 17017 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
368600 Bacteria_16S 1824648 1824759 1 106 gi| 219878320 
strain DSM 10404 16S ribosomal RNA, complete sequence 18233 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
368600 Bacteria_16S 1844517 1844628 1 106 gi| 219878306 


strain M577-94 16 
Firmicutes; 


strain DSM 12654 
Firmicutes; Bacil 


Lacto 
368600 Bacteria_16S 


S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 
1912647 19127541 102 


Isobacu 
gi 
Ureibacillus. 


lales; Planococcaceae; 


1843183 18446 


lum. 
219878255 


16S ribosomal RNA, partial sequence 1911333 19128 


ref|NR_024633.1 
20 Streptococcus 


Streptococcus canis 
canis Bacteria; 


bacillales; Streptococcaceae; Streptococcus. 

6S 101190 101301 1 106 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 
ibosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
lales; Bacillaceae; Halobacillus. 

6S 322035 322142 1 102 gi| 265678846 |ref|NR_029151.1] Bacillus 

strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

6S 831681 831788 1 102 gi| 265678492 |ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

1155933 1156040 1 102 gi|253680753|ref|NR_028001.1| Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Halobacillus 
cillus karajensis 


ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025459.1 
01 1824836 Haloba 


Halobacillus trueperi 
cillus trueperi 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


ref |NR_025394.1 
21 Ureibacillus 


Ureibacillus terrenus 
terrenus Bacteria; 


368600 Bacteria_16S 1974975 1975090 1 110 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

368600 Bacteria_16S 2120272 2120383 1 106 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

368600 Bacteria_16S 2170153 2170260 1 102 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

368600 Bacteria_16S 3039067 3039182 1 110 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

368600 Bacteria_16S 4133483 41335941 106 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 


strain MSS-155 16 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


368600 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


368600 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


368600 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


368600 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


368600 Bacteria_16S 


necropolis strain 
necropolis Bacter 


368600 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


368600 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


368600 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4172046 41721611 110 

S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
4209930 4210045 1 110 gi 


gi 


SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
1526609 1526719 1 105 gi 


16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Lactobacillaceae 
1689047 1689153 2 102 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

1790908 1791018 1 105 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1804679 1804789 1 105 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
2870234 2870344 1 105 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2879704 2879814 1 105 gi 


gi 


laceae; Bacillus. 

3540036 3540150 2 110 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3543163 3543277 2 110 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


gi 


4132144 41336 


1687712 16892 


219878342 
sequence 
ae; Virgib 
219878333 
sequence 
e; Virgiba 
219856878 
ar 
cillaceae; 
219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 


219846550 


3538695 35402 


219846548 


tial seq 


65 Halobacillus locisalis Bacteria; 


219846099 |ref|NR_025689.1] Vagococcus carniphilus 
4170715 4172227 Vagococcus carniphilus Bacteria; 

Ss. 

219846069|ref|NR_025659.1| Lentibacillus 

nce 4208591 4210111 Lentibacillus salicampi 

illus. 

219857499|ref|NR_025087.1| Lactobacillus jensenii 

1525289 1526784 Lactobacillus jensenii 
; Lactobacillus. 
219878415|ref|NR_025554.1| Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


ref|NR_025481.1 

1789570 179108 
acillus. 
ref|NR_025472.1 
1803341 180486 
cillus. 
ref |NR_024697.1 
uence 286889 
Bacillus; Bacil 
ref|NR_024691.1 
lus flexus Bacte 


Virgibacillus 
7 Virgibacillus 


Virgibacillus 
2 Virgibacillus 


Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus flexus strain 
ria; Firmicutes; 


ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


ref|NR_026140.1| Bacillus clausii 


3541838 3543342 Bacillus clausii Bacteria; 


368600 Bacteria_1 
campisalis strain 
Firmicu 
368600 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacteria; 


Bacillales; Bacil 


368600 Bacteria_16S 
moraviensis strai 
Firmicu 
368600 Bacteria_16S 


Bacteria; 


strain B1333 16S 
Firmicutes; 


strain LMG 18422 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain KCTC 3666 


Lacto 
368600 Bacteria_16S 


6S 4131911 41320211 105 


gi 
tes; Bacillales; Planococcaceae; 
4222221 4222331 2 106 gi 
laceae; Anaerobacillus. 


833233 833340 1 102 gi 


tes; Lactobacillales; Enterococcaceae; 
997046 997155 1 104 gi 
ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; 
1753227 1753336 3 106 gi 
lales; Bacillaceae; Bacillus. 
2095922 2096031 2 105 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2451010 2451119 1 104 


gi 


gi 


SF-57 16S ribosomal RNA, partial sequ 
Marin 


n 330 16S ribosomal RNA, partial seque 


219846126 


ibacillus. 


4220889 4222400 Bacil 


995703 99724 
Granuli 


catella. 
219878372 


16S ribosomal RNA, partial sequence 1751903 17534 


219878125 


2094597 20961 


219857419 


16S ribosomal RNA, partial sequence 2449732 24511 


ence 41305 


ref|NR_025716.1 
88 4132093 Marini 


Marinibacillus 
bacillus campisalis 


219846060|ref|NR_025650.1| Bacillus macyae strain 
lus macyae Bacteria; Firmicutes; 

265678491|ref|NR_028794.1| Enterococcus 

nce 831886 833394 Enterococcus moraviensis 

Enterococcus. 

265678380|ref|NR_028682.1| Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

368600 Bacteria_16S 3070835 3070944 1 104 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 

strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

368600 Bacteria_16S 102757 102872 1 110 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 

thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 

thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

Aneurinibacillus. 

368600 Bacteria_16S 473388 473499 1 106 gi|265678736|ref|NR_029041.1| Weissella koreensis 

strain S-5623 16S ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 

Firmicutes; Lactobacillales; Weissella. 

368600 Bacteria_16S 508773 508880 1 102 gi|265678713|ref|NR_029018.1]| Lactobacillus 

coryniformis subsp. torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 
Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 

Lactobacillaceae; Lactobacillus. 

368600 Bacteria_16S 526948 527055 1 102 gi|265678701|ref|NR_029006.1| Anoxybacillus 

contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 

contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

368600 Bacteria_16S 533004 533111 1 102 gi| 265678697 |ref|NR_029002.1| Bacillus drentensis 

strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 958600 958707 1 102 gi|265678406|ref|NR_028708.1| Geobacillus 

caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 

caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

368600 Bacteria_16S 1056384 1056495 1 106 gi|265678340|ref|NR_028642.1| Paraliobacillus 

ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 

ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

368600 Bacteria_16S 1081801 1081908 1 102 gi|265678322|ref|NR_028624.1| Bacillus funiculus 

strain NAFO01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1587055 1587162 1 102 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 

LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 

Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1637335 1637442 1 102 gi|219878452|ref|NR_025591.1| Bacillus soli strain 

R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 

Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1690618 1690725 1 102 gi| 219878414 |ref|NR_025553.1| Planococcus 

rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 

Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

368600 Bacteria_16S 1871781 1871888 1 102 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 

strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

368600 Bacteria_16S 1946333 1946440 1 102 gi|219878231|ref|NR_025370.1| Bacillus fumarioli 

strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 2039129 2039236 1 102 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 


strain LMG 12370 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


lales; Bacillaceae; Virgibacillus. 
2115666 2115773 1 102 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 


gi 


16S ribosomal RNA, partial sequence 2037802 20393 


219857658 


07 Virgibacillus proomii Bacteria; 


ref Planococcus maritimus 


NR_025247.1 


2114343 2115849 Planococcus maritimus Bacteria; 


368600 Bacteria_16S 2267474 2267581 1 102 gi| 219857555 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 22676 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
368600 Bacteria_16S 2312928 2313035 1 102 gi|219857521 
subterraneus strain 34 16S ribosomal RNA, partial sequence 23115 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
368600 Bacteria_16S 2697822 2697929 1 102 gi| 219857190 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 

voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ano 
368600 Bacteria_16S 2873393 2873500 1 102 gi| 219856876 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
368600 Bacteria_16S 3002762 3002869 1 102 gi| 219846922 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 30014 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus 
368600 Bacteria_16S 3812107 3812214 1 102 gi| 219846355 
funditum strain pf3 16S ribosomal RNA, partial sequence 38107 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnoba 
368600 Bacteria_16S 3897661 3897768 1 102 gi|219846297 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 38963 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetrageno 
368600 Bacteria_16S 3994435 3994542 1 102 gi| 219846229 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 39945 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


368600 Bacteria_16S 586184 586290 2 102 gi| 265678662 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 58488 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1087876 1087982 2 102 gi| 265678318 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacil 
Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1583945 1584055 1 105 gi| 219878489 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 15841 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
368600 Bacteria_16S 1585500 1585610 1 105 gi| 219878488 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 15856 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
368600 Bacteria_16S 1661753 1661863 1 105 gi| 219878434 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; P 


368600 Bacteria_16S 3246305 3246415 1 105 gi| 219846757 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 32464 
Bacillales; Listeriaceae; Listeria. 

368600 Bacteria_16S 2999625 2999732 1 102 gi| 219846924 


flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxy 


368600 Bacteria_16S 345244 345355 1 106 gi| 265678828 
strain 124-2 16S ribosomal RNA, partial sequence 343905 34542 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

368600 Bacteria_16S 413472 413587 1 110 gi| 265678779 


gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 


368600 Bacteria_16S 502641 502748 1 102 gi| 265678717 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 50281 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 610329 610436 1 102 gi| 265678645 


psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; P 
368600 Bacteria_16S 840791 840898 1 102 gi| 265678486 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geoba 
Bacillales; Bacillaceae; Geobacillus. 
368600 Bacteria_16S 1255667 12557741 102 gi|219857194 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; B 
368600 Bacteria_16S 1442116 1442231 1 110 gi| 224581427 
milosensis strain SH714 16S ribosomal RNA, partial sequence 14407 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
368600 Bacteria_16S 1841413 1841524 1 106 gi| 219878308 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequenc 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacilla 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


ref|NR_025109.1| Geobacillus 
80 2313074 Geobacillus subterraneus 


ref |NR_024818.1| Anoxybacillus 

2696496 2698001 Anoxybacillus 
xybacillus. 
ref|NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 


ref|NR_026514.1| Brevibacillus 

33 3002946 Brevibacillus thermoruber 
ref|NR_025946.1| Carnobacterium 
56 3812276 Carnobacterium funditum 
cterium. 
ref|NR_025887.1| Tetragenococcus 

31 3897842 Tetragenococcus muriaticus 
coccus. 
ref|NR_025819.1| Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 


ref|NR_028967.1| Bacillus barbaricus 
8 586308 Bacillus barbaricus Bacteria; 


ref|NR_028620.1| Bacillus akibai strain 
lus akibai Bacteria; Firmicutes; 


ref|NR_025628.1| Viridibacillus arenosi 
24 Viridibacillus arenosi Bacteria; 


ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 


ref|NR_025573.1| Sporosarcina 

1660434 1661916 Paenisporosarcina 
aenisporosarcina. 
ref|NR_026349.1| Listeria grayi strain 
22 Listeria grayi Bacteria; Firmicutes; 


ref|NR_026516.1| Anoxybacillus 
2998293 2999816 Anoxybacillus 


ref|NR_029133.1| Lactobacillus pentosus 
3 Lactobacillus pentosus Bacteria; 


ref|NR_029084.1| Lactobacillus 

412124 413673 Lactobacillus 
; Lactobacillus. 
ref|NR_029022.1| Bacillus indicus 
1 Bacillus indicus Bacteria; 


ref|NR_028950.1| Planomicrobium 

609006 610485 Planomicrobium 
lanomicrobium. 
ref|NR_028789.1| Geobacillus uzenensis 
cillus uzenensis Bacteria; Firmicutes; 


ref|NR_024822.1| Brevibacillus 
1254345 1255845 Brevibacillus 

revibacillus. 

ref|NR_027209.1| Filobacillus 

88 1442278 Filobacillus milosensis 


ref|NR_025447.1| Lactobacillus 
e 1840072 1841573 Lactobacillus 
ceae; Lactobacillus. 


368600 Bacteria_16S 2444914 2445021 1 102 gi| 219857423 
koreense strain JGO7 16S ribosomal RNA, partial sequence 24435 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 


ref|NR_025011.1| Planomicrobium 
92 2445097 Planomicrobium koreense 


368600 Bacteria_16S 2454087 2454194 1 102 gi 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partia 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoac 
368600 Bacteria_16S 2617965 2618064 1 94 gi 
selangorensis strain LMG 17710 16S ribosomal RNA, parti 
selangorensis Bacteria; Firmicutes; Lactobacillales; La 
368600 Bacteria_16S 2622519 2622626 1 102 gi 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Plano 
368600 Bacteria_16S 3001197 3001304 1 102 gi 


1 
ti 


al 
ct 


en 
mi 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


219857417 
sequence 
nomyceta 
219857254 
sequenc 
obacilla 
219857251 
ce 26212 


crobium. 


219846923 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 


ref|NR_025005.1 
2452794 245426 
ceae; Thermoflav 
ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactobacillus. 
ref|NR_024881.1| Planomicrobium 
00 2622680 Planomicrobium mcmeekinii 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Paralactobacillus 
9 Paralactobacillus 


ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


368600 Bacteria_16S 3361715 3361822 1 102 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

368600 Bacteria_16S 3931173 39312801 102 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

368600 Bacteria_16S 4042763 4042862 1 94 gi|219846195|ref|NR_025785.1| Bacillus farraginis 


strain R-6540 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
368600 Bacteria_16S 4044295 4044402 1 102 gi 
stackebrandtii strain K22-03 16S ribosomal RNA, partial 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planoc 
368600 Bacteria_16S 4212991 4213098 1 102 gi 
strain N-3 16S ribosomal RNA, complete sequence 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
368600 Bacteria_16S 1288807 1288917 1 105 
Mi268 16S ribosomal RNA, partial sequence 
Lactobacillales; Weissella. 


s 
oc 


gi 


4041510 40429 


219846191 


equence 
caceae; 


219846067 
4211641 42131 


219846052 
1287447 1289004 Weiss 


25 Bacillus farraginis Bacteria; 


ref|NR_025781.1] Planococcus 

4042976 4044439 Planococcus 
Planococcus. 
ref|NR_025657.1| Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Weissella soli strain 
ia; Firmicutes; 


ref 
ella 


NR_025642.1 
soli Bacter 


368600 Bacteria_16S 2723500 2723606 2 102 gi|219857173|ref|NR_024801.1] Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

368600 Bacteria_16S 2726593 2726691 2 94 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 2729679 2729785 2 102 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

368600 Bacteria_16S 4048875 4048981 2 102 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

368600 Bacteria_16S 511733 511841 1 102 gi|265678711|ref|NR_029016.1| Geobacillus debilis 


strain Tf 16S ribosomal RNA, partial sequence 


510382 51190 


6 Geobacillus debilis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

368600 Bacteria_16S 396382 396497 1 110 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

368600 Bacteria_16S 551449 551560 1 106 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

368600 Bacteria_16S 611874 611981 1 102 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

368600 Bacteria_16S 1092523 1092634 1 106 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 


strain M 6 A9 16S ribosomal RNA, partial sequence 


1091188 10926 


88 Lactobacillus algidus Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

368600 Bacteria_16S 1510024 1510123 1 94 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
368600 Bacteria_16S 1855037 1855136 1 94 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

368600 Bacteria_16S 1891837 1891944 1 102 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 


strain DSM 11713 


16S ribosomal RNA, partial sequence 1890504 18919 


89 Bacillus psychrodurans Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1893358 1893465 1 102 gi|219878269|ref|NR_025408.1| Bacillus 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 2405303 2405410 1 102 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
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368600 Bacteria_16S 
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368600 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 
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368600 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 
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2591711 2591818 1 


2673965 2674076 1 
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10 
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2 gi 


Pae 
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219857207 


219857166 


219856873 


219846895 


3040796 30422 


3180904 3181003 1 94 gi|219846801|ref 
8 16S ribosomal RNA, partial sequence 31795 
bacillales; Aerococcaceae; Facklamia. 

81331 81441 1 105 gi|265679010|ref 
S ribosomal RNA, partial sequence 80045 81448 
lales; Listeriaceae; Listeria. 
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gi 
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81 2033165 Alicyc 
Alicyclobacill 


2082477 208396 
Lactobacillaceae; La 


22 2628862 Gracil 


3957761 395924 
Sporolactobacillaceae 


4082348 408382 
Paeniba 


22 Lactobacillus 
2451243 245274 
Thermoactinomycetaceae 


Lactobacillus 


28769 


NR_024905.1 


NR_024835.1 


NR_024794.1 


eae; 
NR_024692.1 


um. 
NR_026487.1 
NR_026393.1 


NR_029318.1 


NR_029109.1 
nibacillus. 
NR_029071.1 
NR_028842.1 
ibacillus. 
NR_027227.1 
NR_025406.1 
aceae; Desul 
NR_025391.1 
NR_025313.1 


us. 
NR_025273.1 


ctobacillus. 
NR_024876.1 


NR_025882.1 

390383 
ibacillus. 
NR_025843.1 


; Sporolacto 
NR_025754.1 


cillus. 
NR_025579.1 
NR_025006.1 
; Seinonella 


NR_029360.1 


NR_029352.1 
30312 
Lactobacill 


ref 


Enterococcus cecorum 


79 2591887 Enterococcus cecorum Bacteria; 


Lactobacillus 
4 Lactobacillus 


Marinilactibacillus 
8 Marinilactibacillus 


Salimicrobium 
5 Salimicrobium 


Facklamia languida 


68 Facklamia languida Bacteria; 


Facklamia hominis 


83 3181087 Facklamia hominis Bacteria; 


Listeria innocua 


Listeria innocua Bacteria; 


Paenibacillus 
Paenibacillus 


Paenibacillus 


6 433742 Paenibacillus favisporus 


Paenibacillus 
Paenibacillus 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Paenibacillus 
acillus azoreducens 


Alicyclobacillus 
lobacillus hesperidum 


Lactobacillus 
3 Lactobacillus 


Gracilibacillus 
ibacillus halotolerans 


Paenibacillus 
4 3905341 Paenibacillus 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Paenibacillus 

2 Paenibacillus 


Lactobacillus spicheri 
spicheri Bacteria; 


Seinonella 
3 Seinonella 


Lactobacillus perolens 
perolens Bacteria; 


Lactobacillus 
Lactobacillus 
us. 


NR_029301.1 


Thermoanaerobacter 


104486 105949 Thermoanaerobacter wiegelii 
Thermoanaerobacteraceae; 


Thermoanaerobacter. 


368600 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


368600 Bacteria_16S 


delbrueckii subsp 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


368600 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


368600 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


368600 Bacteria_16S 


strain E7107 16S 


125667 125705 1 39 gi 
in NSP M-1 16S ribosomal RNA, partial 
eria; Nitrospirae; Nitrospirales; Nitr 
381073 381111 1 39 gi 
indicus strain NCC725 16S ribosomal 


415076 415114 1 39 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; Lacto 
431945 431983 1 39 gi 
in MDA5605 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


447404 447442 1 39 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


368600 Bacteria_16S 


strain 5424 16S r 


448936 448974 1 39 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


368600 Bacteria_16S 


strain AU476 16S 


465698 465736 1 39 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


368600 Bacteria_16S 


strain 173-96 16S 


560568 560606 1 39 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


368600 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


368600 Bacteria_16S 


strain MDA5527 16 
Proteobacteria; A 


368600 Bacteria_16S 


strain 3-p 16S ri 
Proteobacteria; A 


368600 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


368600 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


368600 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


368600 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


368600 Bacteria_16S 


strain SO2 16S ri 
Proteobacteria; A 


368600 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


368600 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


368600 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


368600 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


368600 Bacteria_16S 


strain IH003 16S 
Firmicutes; Lacto 


368600 Bacteria_16S 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


562103 562141 1 39 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


742326 742364 1 39 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
743818 743856 1 39 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
857306 857344 1 39 gi 
ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; Lactobaci 
905948 906048 1 95 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
Es 


gi 


1121204 1121242 1 39 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


1207496 1207564 1 66 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1487494 1487532 1 39 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1511603 15116411 39 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1838287 1838325 1 39 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1839850 1839888 1 39 gi 


bacillales; Lactobacillaceae; Lactobac 
1970472 19705101 39 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


2177768 2177806 1 39 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2186827 2186934 1 


gi 


102 gi 


tes; Lactobacillales; Carnobacteriacea 


indicus Bacteria; 


265678979 
sequence 

ospiraceae 
265678801 
RNA, parti 


265678778 
equence 
bacillacea 
265678767 
sequence 
ria; Rhodo 


265678757 


446125 44760 


Acetobacte 
265678756 


447654 44913 


Acetobacte 
265678741 


464412 46582 


Rhodospiri 
265678679 


559287 56077 


Acetobacte 
265678678 
sequence 

eria; Rhod 


265678553 


741046 74252 


Acetobacte 
265678551 


742578 74395 


Rhodospiri 
265678474 
sequence 

llales; Le 
265678441 
ence 90455 
aerobacter 


228716127 
11198 
xococcales 


228715354 
12061 
richales; 
219857235 


1486230 14876 


biaceae; R 
219846273 
e sequence 
occaceae; 

219878310 
sequence 

tobacillac 
219878309 


6S ribosomal RNA, partial sequence 1838512 18400 


illus. 
219878215 
equence 
eria; Rhod 


219857615 


2176454 21779 


219857608 


e; Carnoba 


Firmicutes; 


ref |NR_029287.1 

124349 125867 
; Nitrospira. 
ref|NR_029106.1 
al sequence 


ref |NR_029083.1 

413724 415278 
e; Lactobacillus 
ref |NR_029072.1 

430661 432145 
spirillales; Ace 
ref |NR_029062.1 
race 
ref 


ae; Roseomon 
NR_029061.1 


race 
ref 


ae; Roseomon 
NR_029046.1 


llac 
ref 


eae; Inquili 
NR_028984.1 
raceae; Roseomon 
NR_028983.1 
560822 562307 
irillales; Ac 
ref|NR_028857.1 
race 
ref 


ae; Roseomon 
NR_028855.1 


llaceae; Rhodoci 
ref|NR_028777.1 

855982 857475 
uconostoc. 
ref|NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


’ 


ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


v 


ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref |NR_024863.1 


hizo 
ref 


bium/Agrobac 
NR_025863.1 
6 
trophia. 
NR_025449.1 
1836949 183846 
eae; Lactobacill 
ref|NR_025448.1 
21 Lactobacillus 


ref|NR_025354.1 
1969231 197053 
ospirillales; Rh 


ref |NR_025204.1 


ref|NR_025197.1 


cterium. 


Lactobacillales; 


Nitrospira 
Nitrospira 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Lactobacillus 
Lactobacillus 
Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas 
Roseomonas 
etobacteraceae; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Leuconostoc 
Leuconostoc 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Azospirillum 
3 Azospirillum 


odospirillaceae; 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Carnobacterium 


2185517 2186981 Carnobacterium viridans 


368600 Bacteria_16S 2419239 2419277 1 39 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 


368600 Bacteria_16S 2420794 2420832 1 39 gi| 219857446 |ref|NR_025034.1| Leuconostoc kimchii 
strain IH25 16S ribosomal RNA, partial sequence 2419471 2420975 Leuconostoc kimchii Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

368600 Bacteria_16S 3010269 3010307 1 39 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

368600 Bacteria_16S 3064982 3065020 1 39 gi|219846879|ref|NR_026471.1| Streptococcus ovis 


strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
368600 Bacteria_16S 3084496 3084596 1 95 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
368600 Bacteria_16S 3632820 3632858 1 39 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
strain Dfrl 16S ribosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
368600 Bacteria_16S 3883665 3883765 1 95 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 


368600 Bacteria_16S 3932715 3932753 1 39 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

368600 Bacteria_16S 3981015 3981053 1 39 gi|219846238|ref|NR_025828.1| Rhizobium galegae 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


368600 Bacteria_16S 411872 411987 1 110 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

368600 Bacteria_16S 851191 851298 1 102 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

368600 Bacteria_16S 1220936 1221043 1 102 gi|219878362|ref|NR_025501.1] Allofustis seminis 


strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 
368600 Bacteria_16S 2399193 2399300 1 102 gi|219857461|ref|NR_025049.1| Sporosarcina 

aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 


368600 Bacteria_16S 2466131 2466238 1 102 gi|219857406|ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

368600 Bacteria_16S 3363281 3363392 1 105 gi|219846675|ref|NR_026267.1| Salimicrobium album 


strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 


368600 Bacteria_16S 393400 393506 2 102 gi| 265678793 |ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

368600 Bacteria_16S 797955 798061 2 102 gi|265678514|ref|NR_028817.1| Paenibacillus 


naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

368600 Bacteria_16S 899782 899888 2 102 gi|265678445|ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


368600 Bacteria_16S 939956 940062 1 101 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

368600 Bacteria_16S 1064024 1064130 2 102 gi|265678335|ref|NR_028637.1| Alicyclobacillus 


acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

368600 Bacteria_16S 1435906 1436012 2 102 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


b 


368600 Bacteria_16S 1684583 1684689 2 102 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 1778882 1778988 2 102 gi|219878351|ref|NR_025490.1| Paenibacillus 


agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


368600 Bacteria_16S 1801547 1801653 2 102 gi| 21987833 


5|ref|NR_025474.1 


Paenibacillus 


stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


368600 Bacteria_16S 1943170 1943276 2 102 gi| 21987823 


strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


368600 Bacteria_16S 2048518 2048624 2 102 gi|219878160|ref|NR_025299.1 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus 


Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


368600 Bacteria_16S 2071481 2071587 2 102 gi| 219878143 |ref|NR_025282.1 


xylanilyticus strain XE 16S ribosomal RNA, complete sequence 


xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 
368600 Bacteria_16S 2226096 2226202 2 102 gi|219857582|ref|NR_025170.1 


daejeonensis strain AM141 16S ribosomal RNA, partial sequence 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
368600 Bacteria_16S 2227657 2227763 2 102 gi| 21985758 


3|ref|NR_025372.1 


2070125 207167 


2224766 222627 
Paenibacillus. 
1|ref|NR_025169.1 


Paenibacillus cookii 
cookii Bacteria; 


Paenibacillus borealis 
borealis Bacteria; 


Thermobacillus 
8 Thermobacillus 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 


kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


368600 Bacteria_16S 2338466 2338574 1 103 gi|219857503|ref|NR_025091.1 
strain BG29 16S ribosomal RNA, partial sequence 2337153 23386 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

368600 Bacteria_16S 2432717 2432823 2 102 gi|219857436|ref|NR_025024.1 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
368600 Bacteria_16S 2449497 2449595 1 93 gi|219857420|ref|NR_025008.1 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 244968 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalib 
368600 Bacteria_16S 2643952 2644058 2 102 gi|219857229|ref|NR_024857.1 


campinasensis strain 324 16S ribosomal RNA, partial sequence 


campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
368600 Bacteria_16S 2681577 2681675 1 93 gi|219857202|ref|NR_024830.1 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 268176 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalib 
368600 Bacteria_16S 2786545 2786651 2 102 gi|219857126|ref|NR_024754.1 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 278673 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicycloba 
368600 Bacteria_16S 2788125 2788231 2 102 gi|219857125|ref|NR_024753.1 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
368600 Bacteria_16S 3830482 3830592 1 105 gi| 219846342 |ref|NR_025932.1 


2642624 264413 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Paenibacillus 
acillus chinjuensis 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Paenibacillus 
1 Paenibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Heliobacterium chlorum 


ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
368600 Bacteria_16S 4199374 4199480 2 102 gi|219846076|ref|NR_025666.1 


ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 


ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
368600 Bacteria_16S 1314411 1314504 1 88 gi| 228718892 |ref|NR_027577.1 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 131309 

Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
368600 Bacteria_16S 1918845 1918954 1 104 gi| 219878249 |ref|NR_025388.1 


rs 


198059 419951 


Paenibacillus 
0 Paenibacillus 


Thermoanaerobacter 
4 1314606 


Pediococcus inopinatus 


strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 


368600 Bacteria_16S 2946481 2946590 1 104 gi|219856826|ref|NR_024645.1 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
368600 Bacteria_16S 16290 16328 1 39 gi|265679053|ref|NR_029361.1 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 
368600 Bacteria_16S 20942 20980 1 39 gi|265679050|ref|NR_029358.1 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 


Burkholderia; Burkholderia cepacia complex. 


368600 Bacteria_16S 23989 24027 1 39 gi|265679048|ref|NR_029356.1 


orbiscindens strain 265 16S ribosomal RNA, partial sequence 2267 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 


368600 Bacteria_16S 55876 55914 1 39 gi| 265679027 |ref|NR_029335.1 


strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 5602 


strain IS 123 16S ribosomal RNA, partial sequence 62180 6354 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


368600 Bacteria_16S 67952 67990 1 39 gi| 265679019 |ref|NR_029327.1 


2945130 294667 


7 24226 Clostr 
Clostridium. 


Rhizobium/Agrobac 


Lactobacillus 

8 Lactobacillus 

s. 

Leptospira interrogans 
Leptospira interrogans 


Burkholderia 
Burkholderia 


lderiaceae; 


Clostridium 
idium orbiscindens 


Holdemania filiformis 


8 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 
368600 Bacteria_16S 63415 63453 1 39 gi|265679022|ref|NR_029330.1 
al Rhizobium sullae Bacteria; 


Rhizobium sullae 


terium group; Rhizobium. 


asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 


Sphingomonas 
Sphingomonas 


asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


368600 Bacteria_16S 


elongatus strain 
Bacteria; Proteob 


368600 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


368600 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


368600 Bacteria_16S 


99659 99697 1 39 gi 
FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
113381 113419 1 39 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
114980 115018 1 39 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
122704 122742 1 39 gi 


amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


368600 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


368600 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


368600 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


368600 Bacteria_16S 


kaustophilus stra 
kaustophilus Bact 


368600 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


368600 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


368600 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


368600 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


368600 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


368600 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


368600 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


368600 Bacteria_16S 


strain 166 16S ri 
Proteobacteria; A 


368600 Bacteria_16S 


CFN 42 16S riboso: 
Alphaproteobacter 


368600 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


368600 Bacteria_16S 


strain 2678 16S r 
Proteobacteria; A 
group. 


368600 Bacteria_16S 


strain MK (Kaplan 
Proteobacteria; A 
fever group. 


368600 Bacteria_16S er 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 


acteria; Deltaproteobacteria; 

143883 143921 1 39 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
195711 195749 1 39 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
200322 200360 1 39 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


Syntroph 
gi 


220521 220559 1 39 gi 
in BD 53 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Bacillac 
235521 235559 1 39 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
237157 237195 1 39 gi 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
238739 238777 1 39 gi 


etaproteobacteria; Burkholderiales; Bu 
240286 240324 1 39 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 
241872 241910 1 39 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


257004 257042 1 39 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
258555 258593 1 39 gi 


Thermoa 
gi 


ridia; Thermoanaerobacterales; 
261406 261444 1 39 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
273498 273536 1 39 gi 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; Rhizobi 
281088 281126 1 39 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


316076 316114 1 39 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ric 


gi 


317540 317578 1 39 gi 
) 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ric 


332997 333035 1 39 gi 


112043 11359 


113641 11518 


142594 14403 


234235 23583 


6S ribosomal RNA, partial sequence 237457 23896 


240595 24207 


6S ribosomal RNA, complete sequence 257219 25873 


260171 26154 


272240 273697 Rhizo 


314818 31623 


Sp 


265678997 
98328 
acterales; 

265678987 


s; Syntrop 
265678986 


s; Syntrop 
265678981 
ce 12137 
obacterale 
265678967 
; Desulfur 
265678933 
ence 19438 
occales; M 
265678930 
equence 

ria; Desul 


265678916 
quence 

eae; Geoba 
265678905 


rkholderia 
265678904 
nce 23588 
riales; Bu 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 


265678891 
ence 25570 
riales; Bu 
265678890 


naerobacte 
265678887 


biaceae; R 
265678878 


um/Agrobac 
265678873 

quence 
teria; 


Des 
265678850 

kettsiacea 
265678849 

31628 


kettsiacea 


265678839 


hingomonadales; 


NR_029305.1 
99781 Desulf 
ulfobulbacea 
ref|NR_029295.1 
hace 
ref 


ae; Syntroph 
NR_029294.1 


haceae; Syntroph 
ref|NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref|NR_029238.1 

198985 200521 
furomonadales; P 
ref|NR_029224.1 
19184 220608 
cillus. 
ref|NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 


i} 


ref |NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


H r 


ref|NR_029199.1 
3. 257168 Burkho 
rkholderiaceae; 
ref|NR_029198.1 
1 Moorella 
raceae; Moorella 
ref |NR_029195.1 


hizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
NR_029179.1 
279814 281221 
ulfuromonadales; 


ref|NR_029155.1 


e; Rickettsieae; 


ref|NR_029154.1 
2 317695 Ricket 
e; Rickettsieae; 


ref|NR_029144.1 


Sphingomonadaceae; 


Desulfobulbus 
obulbus elongatus 
e; Desulfobulbus. 
Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 
Methylococcus 
ococcus capsulatus 
Methylococcus. 
Pelobacter 
Pelobacter 
elobacteraceae; 


Geobacillus 
Geobacillus 


Burkholderia graminis 


graminis Bacteria; 


las 
Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 
Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Geobacter 

Geobacter 
Geobacteraceae; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 


Rickettsia akari 
tsia akari Bacteria; 


Rickettsia; spotted 


Moorella 


331642 


333194 Moorella 


thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Moorella group; M 


oorella. 


368600 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


368600 Bacteria_16S 


borstelensis stra 
borstelensis Bact 


368600 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
368600 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


368600 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


368600 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


368600 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


368600 Bacteria_16S 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


368600 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


368600 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


368600 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


368600 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


368600 Bacteria_16S 


strain SCII24 16S 
Proteobacteria; A 


368600 Bacteria_16S 


grignonense strai 
grignonense Bacte 


368600 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


368600 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


368600 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


368600 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


368600 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


368600 Bacteria_16S 


strain CCBAU 7190 
Proteobacteria; A 


368600 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


368600 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


368600 Bacteria_16S 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 


346804 346842 1 
osomal RNA, partial sequence 
lales; Paenibacillaceae; Brevibacillus 
348273 348311 1 39 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
357019 357057 1 39 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
364494 364532 1 39 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
373428 373466 1 39 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


39 gi 


468698 468736 1 39 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
514716 514754 1 39 gi 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
563677 563715 1 39 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


gi 


583200 583238 1 39 
ibosomal RNA, partial sequence 


gi 


589208 589246 1 39 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
593685 593723 1 39 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingom 
668067 668105 1 39 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
678784 678822 1 39 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
680228 680266 1 39 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
686122 686160 1 39 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
687687 687725 1 39 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
689240 689278 1 39 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
698352 698390 1 39 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
758122 758160 1 39 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
794850 794888 1 39 gi 
B 16S ribosomal RNA, partial sequence 

lphaproteobacteria; Rhizobiales; Rhizo 
823947 823985 1 39 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
834726 834764 1 39 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


gi 


836228 836266 1 39 gi 


265678827 


345474 34689 


265678826 
ial sequen 
illaceae; 

265678818 


355741 35715 


Sphingomon 
265678812 
ence 36326 
terales; C 
265678806 
quence 
teria; Sph 


265678739 


467397 46889 


rkholderia 
265678709 


513446 51481 


illus. 

265678677 
sequence 
ia; Acidit 


265678664 


581868 58337 


265678660 


587905 58931 


rkholderia 
265678657 
ce 59240 
onadales; 

265678604 
nce 66678 
rillales; 

265678597 


677507 67890 


llaceae; O 
265678596 
uence 
ia; Rhizob 
265678592 
ce 68477 
acterales; 
265678591 
68634 
acterales; 
265678590 
equence 
ria; Desul 
265678584 
nce 69711 
terales; C 
265678541 
quence 
a; Burkhol 
265678516 
79361 
biaceae; R 
265678497 
sequence 
a; Burkhol 
265678490 
ial sequen 
cteria; Sp 


265678489 


ref |NR_029132.1 
2 Brevibacillus 


ref|NR_029131.1 
ce 346943 348361 
Brevibacillus. 
ref |NR_029123.1 
7 Sphingopyxis 
adaceae; Sphingo 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref 


NR_029111.1 
372149 373610 
ingomonadales; S 


ref|NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref|NR_029014.1 
3 Lactobacillus 


ref |NR_028982.1 
562358 563851 
hiobacillales; A 


ref|NR_028969.1 


ref |NR_028965.1 


ceae; Burkholder 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref |NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref|NR_028901.1 
678955 680426 
iales; Brucellac 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028895.1 
687908 689408 
fobacterales; De 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref |NR_028845.1 
756798 758254 
deriales; Burkho 
ref |NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028800.1 
822620 824161 
deriales; Burkho 
ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Burkholderia terricola 


terricola Bacteria; 


ia. 
Lactobacillus rossiae 
rossiae Bacteria; 


Acidithiobacillus 
Acidithiobacillus 


cidithiobacillaceae; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Burkholderia tropica 


0 Burkholderia tropica Bacteria; 


ia. 

Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 

Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Ochrobactrum tritici 


v 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 
eae; Ochrobactrum. 
Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


ref|NR_028792.1 


834947 


Zymomonas mobilis 
836398 Zymomonas 


mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


Sphingomonadaceae 


Zymomonas. 


, 


368600 Bacteria_ 


conservatrix stra 
conservatrix Bact 


Desulforegula. 
368600 Bacteria_ 


strain Kl 16S rib 
D 


Proteobacteria; 
368600 Bacteria_ 
strain W1219 16S 


Firmicutes; Erysi 


368600 Bacteria_ 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


368600 Bacteria_ 


strain N-1 16S ri 
B 


Proteobacteria; 
368600 Bacteria_ 


hydrothermale str 
hydrothermale Bac 


Desulfacinum. 
368600 Bacteria_ 


singaporensis str 
singaporensis Bac 


Desulforhopalus. 
368600 Bacteria_ 


strain RE35F/1 16 
Proteobacteria; Alphaproteobacteria; 


368600 Bacteria_ 
strain LSv21 16S 
Proteobacteria; 

368600 Bacteria_ 
oceanense strain 
Bacteria; 
368600 Bacteria_ 
strain PSv29 16S 
Proteobacteria; 

368600 Bacteria_ 


strain SH22623 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
368600 Bacteria_16S 
satsumensis strai 
satsumensis Bacte 
368600 Bacteria_16S 
yabuuchiae strain 
Proteob 
368600 Bacteria_16S 


Bacteria; 


strain W1-2B 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
368600 Bacteria_16S 
tardaugens strain 
Proteob 
368600 Bacteria_16S 


Bacteria; 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
368600 Bacteria_16S 


strain 21F-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
368600 Bacteria_16S 
strain Y 16S ribo 
Alphaproteobacter 
368600 Bacteria_16S 
indonesiensis str 


indonesiensis Bac 
Acetobacter. 


368600 Bacteria_16S 


strain NBRC 13755 
Bacteria; 


strain Kx146A4 16 
Firmicutes; 


D 


Proteob 


D 


Proteob 
368600 Bacteria_16S 


Lacto 
368600 Bacteria_16S 


1033520 1033558 1 39 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1068484 1068522 1 39 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 

1069962 1070000 1 39 
ribosomal RNA, partial sequence 


gi 
106 


1074393 1074431 1 39 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078787 1078825 1 39 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1080299 1080337 1 39 gi 
ribosomal RNA, partial sequence 107 


1084764 1084802 1 39 gi 
somal RNA, partial sequence 1083512 108 
ia; Sphingomonadales; Sphingomonadacea 
1094024 1094062 1 39 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095465 1095503 1 39 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1124307 1124345 1 39 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

1127225 1127263 1 39 


Lactobac 
gi 


wolinii strain DB 16S ribosomal RNA, partial sequence 


e; 
265678314 
quence 
eria; 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

16S 872576 872614 1 39 gi|265678464|ref|NR_028767.1 
in CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 
eria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
16S 874120 874158 1 39 gi| 265678463 |ref|NR_028766.1 
bosomal RNA, partial sequence 872811 87416 


teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
16S 908975 909013 1 39 gi| 265678439 |ref|NR_028741.1 
S ribosomal RNA, partial sequence 907717 909160 Erythrobacter 

Sphingomonadales; Erythrobacteraceae; Erythr 
16S 923033 923071 1 39 gi|265678430|ref|NR_028732.1 
ribosomal RNA, partial sequence 921679 923198 Desulfofrigus 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
16S 924604 924642 1 39 gi| 265678429 |ref|NR_028731.1 
ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulf 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
16S 926146 926184 1 39 gi|265678428|ref|NR_028730.1 
ribosomal RNA, partial sequence 924822 92631 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
16S 1025902 1025940 1 39 gi|265678361|ref|NR_028663.1 
S ribosomal RNA, partial sequence 1024681 10260 


R 
265678356 
sequence 


biaceae; 


obacillace 


265678332 


ence 10672 
Sphingomonadales; 


265678331 
8707 10701 


aulobacter 


265678328 


ence 10731 
Sphingomonadales; 


265678324 
10775 


Sphingomon 
265678323 


9018 10804 


Acetobacte 
265678320 


4952 Sphin 
Sphingo 


Rhod 


265678313 


10942 


rillales; 
224581425 
1122944 11244 
illus. 
253680772 


hizobium/Agrobac 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref|NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028625.1 


raceae; Acetobac 
ref|NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteracea 
ref|NR_027206.1 
63 Lactobacillus 


e: 


16S 854174 854212 1 39 gi| 265678477 |ref|NR_028780.1| Desulforegula 

in Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 

eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
16S 860425 860463 1 39 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
osomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

16S 863478 863516 1 39 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

16S 884509 884547 1 39 gi| 265678455 |ref|NR_028757.1| Desulfacinum 

ain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 

teria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
16S 907484 907522 1 39 gi|265678440|ref|NR_028742.1| Desulforhopalus 

ain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


esulfobulbaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Lactobacillus 

0 Lactobacillus 

Ss. 

Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Brevundimonas nasdae 
nasdae Bacteria; 

onas. 

Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Sphingobium amiense 
acteria; Proteobacteria; 


Acetobacter 
2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Lactobacillus antri 
antri Bacteria; 


v 


ref|NR_028020.1 


Syntrophobacter 


1125986 1127376 Syntrophobacter wolinii 


Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

368600 Bacteria_16S 1130242 1130280 1 39 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

368600 Bacteria_16S 1142357 1142395 1 39 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

368600 Bacteria_16S 1180231 1180269 1 39 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

368600 Bacteria_16S 1243707 1243745 1 39 gi|219878114|ref|NR_025253.1| Mesorhizobium 
temperatum strain SDW 018 16S ribosomal RNA, partial sequence 1242462 1243864 Mesorhizobium 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
368600 Bacteria_16S 1267754 1267792 1 39 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

368600 Bacteria_16S 1270869 1270907 1 39 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

368600 Bacteria_16S 1272327 1272365 1 39 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

368600 Bacteria_16S 1302259 1302297 1 39 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 
lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

368600 Bacteria_16S 1305370 1305408 1 39 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

368600 Bacteria_16S 1325278 1325316 1 39 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

368600 Bacteria_16S 1328340 1328378 1 39 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
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368600 Bacteria_16S 1354215 1354253 1 39 gi| 228720330 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteri 
Gluconacetobacter. 

368600 Bacteria_16S 1360229 1360267 1 39 gi| 228720024 
thailandensis strain E264 16S ribosomal RNA, partial sequence 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia; pseudomallei group. 

368600 Bacteria_16S 1373869 1373907 1 39 gi| 228717983 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 13740 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
368600 Bacteria_16S 1387455 1387493 1 39 gi| 228716754 
strain STM815 16S ribosomal RNA, partial sequence 1386182 13876 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
368600 Bacteria_16S 1388970 1389008 1 39 gi| 228716720 
strain STM678 16S ribosomal RNA, partial sequence 1387667 13891 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
368600 Bacteria_16S 1391796 1391834 1 39 gi| 228716336 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 13905 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularc 
368600 Bacteria_16S 1400862 1400900 1 39 gi| 228715353 
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368600 Bacteria_16S 1406829 1406867 1 39 gi| 219857143 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


ref 
1 


NR_024771.1 


Acetobacter 


405568 1406981 Acetobacter 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

368600 Bacteria_16S 1408292 1408330 1 39 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

368600 Bacteria_16S 1414354 1414392 1 39 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

368600 Bacteria_16S 1473717 1473755 1 39 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

368600 Bacteria_16S 1485981 1486019 1 39 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 


tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 
Mesorhizobium. 
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cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
Burkholderia; Burkholderia cepacia complex. 
368600 Bacteria_16S 1555447 1555485 1 39 gi| 219857209 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 15541 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
368600 Bacteria_16S 1582392 1582430 1 39 gi| 219878490 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequenc 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
368600 Bacteria_16S 1616059 1616097 1 39 gi|219878466 
strain CM243 16S ribosomal RNA, partial sequence 1614821 16162 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 
368600 Bacteria_16S 1623682 16237201 39 gi| 219878461 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
368600 Bacteria_16S 1632737 1632775 1 39 gi| 219878455 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 16314 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
368600 Bacteria_16S 1647971 1648009 1 39 gi|219878444 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
368600 Bacteria_16S 1649468 1649506 1 39 gi| 219878443 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stell 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 
368600 Bacteria_16S 1657100 1657138 1 39 gi| 219878437 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhiz 


368600 Bacteria_16S 1686067 1686105 1 39 gi| 219878418 
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Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
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368600 Bacteria_16S 1845986 1846024 1 39 gi|219878305|ref|NR_025444.1| Maricaulis virginensis 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 1846167 Maricaulis virginensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 


368600 Bacteria_16S 1890260 1890298 1 39 gi|219878272|ref|NR_025411.1| Mesorhizobium 
chacoense strain PR5 16S ribosomal RNA, partial sequence 1888988 1890453 Mesorhizobium chacoense 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

368600 Bacteria_16S 1923405 1923443 1 39 gi| 219878246 |ref|NR_025385.1] Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

368600 Bacteria_16S 1944764 1944802 1 39 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

368600 Bacteria_16S 1956831 1956869 1 39 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

368600 Bacteria_16S 2016633 2016671 1 39 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

368600 Bacteria_16S 2018105 2018143 1 39 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

368600 Bacteria_16S 2019577 2019615 1 39 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

368600 Bacteria_16S 2021049 2021087 1 39 gi| 219878182 |ref|NR_025321.1]| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 

368600 Bacteria_16S 2022536 2022574 1 39 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

368600 Bacteria_16S 2024027 2024065 1 39 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

368600 Bacteria_16S 2098911 2098949 1 39 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

368600 Bacteria_16S 2114092 21141301 39 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

368600 Bacteria_16S 2118700 2118738 1 39 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

368600 Bacteria_16S 2123261 2123299 1 39 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

368600 Bacteria_16S 2151978 2152016 1 39 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

368600 Bacteria_16S 2160932 2160970 1 39 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

368600 Bacteria_16S 2191431 2191542 1 106 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

368600 Bacteria_16S 2197440 2197478 1 39 gi|219857601|ref|NR_025189.1]| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

368600 Bacteria_16S 2236826 2236864 1 39 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

368600 Bacteria_16S 2245831 2245869 1 39 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

368600 Bacteria_16S 2250506 2250544 1 39 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 
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30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
les; Burkhol 


ref |NR_025041.1 


ref |NR_025018.1 


ceae; Cupriavidu 
ref |NR_024999.1 

2457264 245870 
omonadales; Sphi 


ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024959.1 

2508571 251001 
illales; Acetoba 


ref|NR_024944.1 


ceae; Cupriavidu 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref |NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref|NR_024813.1 

2704122 270562 
ae; Lactobacillu 


e: 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 
Cupriavidu 


s. 
Cupriavidus 


59 2276842 Cupriavidus campinensis 


Cupriavidus. 
Burkholderia sacchari 


17 Burkholderia sacchari Bacteria; 


ia. 
Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Heliobacterium 

4 Heliobacterium 
Heliobacterium. 
Hyphomicrobium 


35 2350745 Hyphomicrobium sulfonivorans 
yphomicrobium. 


Desulfomonile 

omonile limimaris 
Desulfomonile. 
Burkholderia fungorum 


v 


fungorum Bacteria; 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 

Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


s. 
Mesorhizobium amorphae 
izobium amorphae 


Mesorhizobium. 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Propionivibrio 

7 Propionivibrio 
aceae; Propionivibrio. 
Lactobacillus 

7 Lactobacillus 

Ss. 


ref|NR_024810.1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 


Asaia krungthepensis 


2708714 2710124 Asaia krungthepensis Bacteria; 


368600 Bacteria_16S 
strain T7 16S rib 
B 


Proteobacteria; 


2744559 2744597 1 
osomal RNA, partial sequence 


39 gi 


2762339 2762377 1 39 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


368600 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
368600 Bacteria_16S 


strain 71 16S rib 


2810580 2810618 1 39 gi 


2825626 2825664 1 
osomal RNA, partial sequence 


39 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


368600 Bacteria_16S 


kururiensis strai 
Bacteria; 


strain IAM 12409 
Proteobacteria; 


phaeum strain PB 
Firmicutes; Clost 


368600 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
368600 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


368600 Bacteria_16S 


strain IFO 13613 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


368600 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
368600 Bacteria_16S 


caldus strain KU 
Proteobacteria; 


europaeus strain 
Bacteria; Proteob 


368600 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


368600 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


368600 Bacteria_16S 


caribensis strain 
caribensis Bacter 


368600 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


368600 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


368600 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


368600 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


368600 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


Proteob 
368600 Bacteria_16S 
acidipiscis strai 
acidipiscis Bacte 
368600 Bacteria_16S 


B 


G 
368600 Bacteria_16S 


2836310 2836348 1 39 gi 


2837837 2837875 1 39 gi 
Firmicutes; Lactobacillales; 
2848517 2848555 1 39 


ria; 
gi 
2884373 28844111 


39 gi 


Thermoa 
gi 


ridia; Thermoanaerobacterales; 
2885833 2885871 1 39 
S ribosomal RNA, partial sequence 
Sphingomonadales; 

2919312 29193501 39 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 
2929806 2929844 1 


39 gi 


2937321 2937359 1 39 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


2966047 2966085 1 39 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2998094 2998132 1 39 gi 


ammaproteobacteria; Acidithiobacillale 
3004279 3004317 1 39 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3026778 3026816 1 39 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 
3055854 3055892 1 39 gi 
rain CreMall 16S ribosomal RNA, partia 
cteria; Proteobacteria; Betaproteobact 


3078296 3078334 1 39 gi 
MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
3090460 3090498 1 39 gi 
ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3118961 3118999 1 39 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
39 gi 
1892 16S ribosomal RNA, partial 
oteobacteria; Alphaproteobacter 


3132358 3132396 1 
n LMG 1 
ria; Pr 


3161311 3161349 1 
NZ27 16 
acteria 


39 gi 
S ribosomal RNA, partial sequen 
; Deltaproteobacteria; Desulfur 
3174885 3174923 1 39 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 


n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


n FS60-1 16S ribosomal RNA, partial se 
Lact 


Ac 


’ 


Ac 


na 


Sp 


er 


lo 


a; 


Sp 


Ss; 
nc 
ri 
te 
1 


er 


ue 


’ 


ia 
rn 


en 
ri 


s 


ce 


219857158 
2743252 27447 
etaproteobacteria; Burkholderiales; Co: 
368600 Bacteria_16S 
strain Yo-3 16S r 


ma: 
219857145 
2761077 27624 


219857110 
2809318 2810728 Asaia 


219856907 
2824364 28257 


219856900 
en 
Eas 8 
219856899 
qu 
ob 
219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
etaproteobacteria; Burkholderiales; Co: 
368600 Bacteria_16S 


ma 
219856869 
16S ribosomal RNA, partial sequence 2883064 28845 


219856866 
2884576 28858 


219856844 
eq 


219856837 
16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


368600 Bacteria_16S 219856832 


eq 
219856812 
2964771 29662 
219846925 
16S ribosomal RNA, partial sequence 2996783 29982 
219846921 


219846906 


219846885 


219846870 


219846862 


219846843 


219846834 
ia; 
219846815 


omonadales 


monadace 


etobacte 


Asaia. 


etobacte 


ce 28349 
ales; Bu 


ence 
acillace 


monadace 


erobacte 


hingomon 


uence 
ia; Hydr 


cystacea 


uence 
Rhodosp 


hingomon 


Acidith 


e 30029 
llales; 


30255 
rales; C 


sequence 
ia; Rhod 
nce 


Burkhold 


1 sequen 
obacteri 


ce 31176 
llales; 


equence 
Rhizob 


v 


31599 


ref |NR_024786.1 


Delftia. 
NR_024773.1 


ae; 
ref 


race 
ref 
sia 


ae; Kozakia. 
NR_024738.1 
mensis Bacte 
ref |NR_024728.1 
raceae; Asaia. 
ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; 
NR_024718.1 
2836503 283790 
ae; Lactobacillu 
ref|NR_024711.1 


Delftia. 
NR_024688.1 


ae; 
ref 


raceae; Thermace 
ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024663.1 
2918000 291946 
ogenophilales; H 


ref|NR_024656.1 
56 Terasakiella 
e; Terasakiella. 
ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


ref |NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref|NR_026517.1 


iobacillaceae; A 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref |NR_026477.1 

3054533 305602 
ocyclales; Rhodo 


ref|NR_026462.1 

3076975 307840 
eriales; Burkhol 
ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteracea 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


Ww 


ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 


S; 


219846805 


e: 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Lactobacillus 
8 Lactobacillus 
Ss. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Sphingomonas 


oligophenolica Bacteria; 


monas. 
Hydrogenophilus 

0 Hydrogenophilus 

ydrogenophilaceae; 


Terasakiella pusilla 


pusilla Bacteria; 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 


cidithiobacillus. 
Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Propionivibrio 
8 Propionivibrio 
cyclaceae; 


v 


Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Granulicatella 
3 Granulicatella 
tella. 
Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


’ 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 


ref |NR_026397.1 


Thermoanaerobacter 


3173565 3175071 Thermoanaerobacter mathranii 


Thermoanaerobacteraceae; 


Thermoanaerobacter. 


368600 Bacteria_16S 


sibiricus strain 


sibiricus Bacteri 
Sandaracinobacter 
368600 Bacteria_16S 


strain IFO 10550 


Proteobacteria; Alphaproteobacteria; 
368600 Bacteria_16S 


strain IFO 15498 


Proteobacteria; Alphaproteobacteria; 
368600 Bacteria_16S 
hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 
368600 Bacteria_16S 


strain LMG 2142 1 


Proteobacteria; Alphaproteobacteria; 
368600 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; 


strain DSM 4864 1 
Firmicutes; 


Lacto 
368600 Bacteria_16S 
6S ribosomal RNA, partial sequence 3305595 33071 
Lacto 
368600 Bacteria_16S 
strain BN6 16S ri 


3197896 3197934 1 39 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
a; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

3209828 3209866 1 39 gi|219846782|ref|NR_026374.1| Sphingomonas mali 
16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 

Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

3211320 3211358 1 39 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 

16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

3244764 3244802 1 39 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
train Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
acteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
rio. 

3262676 3262714 1 39 gi| 219846746 |ref|NR_026338.1| Sphingomonas trueperi 
6S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 

Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

3305387 3305425 1 39 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
6S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

3306927 3306965 1 39 gi|219846717|ref|NR_026309.1| Lactobacillus oris 


Lactobacil 


gi 


bacillales; Lactobacillaceae; 
3312816 3312854 1 39 
bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo 
368600 Bacteria_16S 3408730 3408768 1 39 gi|219846640|ref|NR_026232.1 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 340888 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syn 
Syntrophobacter. 

368600 Bacteria_16S 3419168 3419206 1 39 gi|219846632|ref|NR_026224.1 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 341936 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetob 
Gluconobacter. 

368600 Bacteria_16S 3447205 3447243 1 39 gi|219846612|ref|NR_026204.1 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 3480805 3480861 1 53 gi|219846589|ref|NR_026181.1 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 348091 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy: 
Actinomycetaceae; Actinomyces. 

368600 Bacteria_16S 3521713 35217511 39 gi|219846562|ref|NR_026154.1 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 352188 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; P 
Pelobacter. 

368600 Bacteria_16S 3553935 3553973 1 39 gi| 219846541 |ref|NR_026133.1 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 355413 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetoba 
Gluconacetobacter. 

368600 Bacteria_16S 3555466 3555504 1 39 gi|219846540|ref|NR_026132.1 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 355566 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Gluconacetobacter. 

368600 Bacteria_16S 3570593 3570631 1 39 gi|219846529|ref|NR_026121.1 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 357079 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
Acetobacter subgen. Acetobacter. 

368600 Bacteria_16S 3575139 3575177 1 39 gi|219846526|ref|NR_026118.1 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconob 
368600 Bacteria_16S 3579619 3579657 1 39 gi|219846523|ref|NR_026115.1 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 357978 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizo 
368600 Bacteria_16S 3581087 3581125 1 39 gi|219846522|ref|NR_026114.1 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 358126 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales 
Roseococcus. 

368600 Bacteria_16S 3591950 3591988 1 39 gi|219846515|ref|NR_026107.1 


lus. 


219846712 
3311548 33129 


pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


06 Lactobacillus 


ref|NR_026304.1 


oris Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Syntrophobacter 

1 Syntrophobacter 

trophobacteraceae; 


Gluconobacter 
7 Gluconobacter 


acteraceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Actinomyces 
5 Actinomyces 
cineae; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


, 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Blastobacter 

9 Blastobacter 
biaceae; Blastobacter. 
Roseococcus 

5 Roseococcus 
Acetobacteraceae; 


v 


3590670 359214 


Acetobacter 
8 Acetobacter 


368600 Bacteria_16S 
strain Dfr2 16S r 
Proteobacteria; D 


3631295 3631333 1 39 
ibosomal RNA, partial sequence 


eltaproteobacteria; Desulfuromonadales 


gi|219846485 
3629961 36314 
; Geobacte 


ref|NR_026077.1| Geobacter pelophilus 
35 Geobacter pelophilus Bacteria; 
raceae; Geobacter. 


368600 Bacteria_ 


strain USDA 1844 


Bacteria; 


368600 Bacteria_ 
strain LK6 16S ri 


16S 3646500 3646538 1 39 


gi 


16S 3649539 3649577 1 39 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
16S 3652619 3652657 1 39 gi 


bosomal RNA, complete sequence 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
368600 Bacteria_ 
szegediense strai 
Proteob 


3651286 36527 


219846474|ref|NR_026066.1 
biaceae; Rhizobium/Agrobac 
219846472|ref|NR_026064.1 
nce 3648206 3649696 Methyl 
occales; Methylococcaceae; 
219846470|ref|NR_026062.1 
76 Methylocaldum 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Methylocaldum 

ocaldum szegediense 
Methylocaldum. 
Methylocaldum tepidum 
tepidum Bacteria; 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

368600 Bacteria_16S 3680168 3680206 1 39 gi|219846451|ref|NR_026042.1| Rickettsia 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 3680323 Rickettsia 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

368600 Bacteria_16S 3684579 3684617 1 39 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

368600 Bacteria_16S 3762400 3762438 1 39 gi|219846391|ref|NR_025982.1| Geobacter chapelleii 
strain 172 16S ribosomal RNA, partial sequence 3761076 3762547 Geobacter chapelleii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

368600 Bacteria_16S B7T1I2Z7T9 B7TIA3LT 1 39 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 


strain ROO1 16S r 


Proteobacteria; 


368600 Bacteria_ 


norvegica strain 
Bacteria; 


fever group. 


368600 Bacteria_ 
strain UPM-Ca7 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
368600 Bacteria_ 
rhipicephali stra 
rhipicephali Bact 
spott 
368600 Bacteria_ 
strain ATCC VR-61 
Proteob 
spotted fever gro 
368600 Bacteria_ 
strain Mtul 16S r 


Rickettsia; 


Bacteria; 


Proteob 
Thermodesulforhab 
368600 Bacteria_ 
strain RB 16S rib 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


ibosomal RNA, partial sequence 


osomal RNA, partial sequence 


16S 3801411 3801449 1 39 


S ribosomal RNA, partial sequence 


gi 


16S 3847032 3847070 1 39 gi 
in 3-7-6 16S ribosomal RNA, complete s 
eria; Proteobacteria; Alphaproteobacte 
ed fever group. 

16S 3848522 3848560 1 39 gi 
1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Ricketts 
up. 
16S 3850012 3850050 1 39 
ibosomal RNA, partial sequence 


gi 


3769978 37714 


3780594 37820 


3800153 38015 


3848728 38501 


R 


kettsiaceae; Rickettsieae; 


219846362 |ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025921.1 

3845748 384718 
ttsiales; Ricket 


obacteriac 
219846331 
equence 

ria; Ricke 


219846330 
38472 
les; Ric 


ref |NR_025920.1 
38 3848677 Ricket 
ia kettsiaceae; Ric 


219846329|ref|NR_025919.1 


22 Ralstonia syzygii Bacteria; 


Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

16S 3777361 3777399 1 39 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
acteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 

dus. 

16S 3781888 3781926 1 39 gi|219846376|ref|NR_025967.1| Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 
Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Rickettsia 

7 Rickettsia 

tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

368600 Bacteria_16S 3862113 38621511 39 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 


Lactobacillales; 


368600 Bacteria_ 
thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 
368600 Bacteria_ 
metallireducens s 
metallireducens B 


Geobacter. 


368600 Bacteria_ 
strain Karp 16S r 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
368600 Bacteria_ 
strain OP 16S rib 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
368600 Bacteria_ 


strain Lhet2 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
368600 Bacteria_ 
strain KLB 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
368600 Bacteria_ 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 


Lactobacillaceae; Lactobacillus. 


ibosomal RNA, partial sequence 


16S 3942786 3942824 1 


osomal RNA, partial sequence 


39 gi 


16S 3947167 3947205 1 39 
ribosomal RNA, partial sequence 


gi 


16S 3948632 3948670 1 39 


bosomal RNA, partial sequence 


gi 


16S 


3934247 39357 
ke 


3941522 39429 
Ac 


3945905 39473 
Ac 


3947368 39487 
Ac 


ttsiacea : 


219846264 


e; Rickettsieae 
ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 


etobacte 
219846261 


etobacte 
219846260 


etobacte 


3966603 3966641 1 39 


gi 


16S 3882092 3882130 1 39 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 

ain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 

rs 

16S 3886774 3886812 1 39 gi|219846305|ref|NR_025895.1| Geobacter 

train GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 

acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 

16S 3935526 3935564 1 39 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 


219846248 |ref|NR_025838.1 


3965346 396678 


Novosphingobium 
8 Novosphingobium 


capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


368600 Bacteria_16S 


strain NZP 2213 1 


Bacteria; 


Rhizobium/Agrobac 


368600 Bacteria_16S 


strain IAM 13153 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
368600 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
368600 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


368600 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


368600 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


368600 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum 


368600 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


368600 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


368600 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


368600 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


368600 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
368600 Bacteria_16S 


nitratireducens s 
nitratireducens B 


368600 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


368600 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


368600 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


368600 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


368600 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


3968119 3968157 1 
6S ribosomal RNA, 


39 gi 


3971069 3971107 1 39 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3975449 3975487 1 39 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3976842 3976880 1 
16S ribosomal RNA, 


a; 


39 gi 
complete sequence 
11 
3995903 3995941 1 39 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3997394 3997432 1 39 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteria; 
3998888 3998926 1 39 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 
ia 


4001812 4001850 1 39 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


ue 
a; 


4027536 4027574 1 39 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacteri 
4036765 4036803 1 39 gi 
SW-110 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingomon 
4082104 4082142 1 39 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
4101544 4101582 1 39 gi 
n S1 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 
4122855 4122893 1 39 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


pi 
ne 


le 


s 
ct: 


4165985 4166023 1 39 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Deltaproteob 


al 
ac 


4173571 4173671 2 96 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
4193445 4193483 1 39 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 


ah 
ri 


Bact 


219846247 
complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
368600 Bacteria_16S 
salexigens strain 
Proteob 
368600 Bacteria_16S 
rhizogenes strain 
rhizogenes Bacter 


ob 
219846245 
en 
te 
219846242 
s 


219846241 


219846228 
3994645 39960 
Er 
219846227 
ue 


219846226 


219846224 


219846205 
eq 


219846199 


219846165 


4080799 40 


219846152 


219846135 


219846104 


219846098 


219846080 


Sphingomonadales; 


ref |NR_025837.1 
15 Mesorhizobium 
eae; 
ref 


acteriac 
NR_025835.1 
ce 39698 
rales; Rhodobacteraceae; 
ref|NR_025832.1 

3974188 397555 


ales 


equence 
Rhizobi 


’ 


ref|NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref |NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025817.1 
3996136 399757 
monadales; Eryth 


39756 
aceae; M 


ythrobac 


nce 
Sphingo 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


ence 
; Sphing 


v 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


nce 
Sphingo 


ref|NR_025795.1 
4026183 402770 
fobacterales; De 


uence 
a; Desul 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025755.1 


ce 40 
adale 


355 
S; 


822 
dimonas. 
ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025725.1 
121524 412305 
odocyclales; Rho 


41 
Ne 


002 
iss 


e 
S; 


rs 


ce 
Rh 


equen 
eria; 


’ 


ref|NR_025694.1 
e 4164674 416611 
esulfobacterales 


sequenc 
teria; D 


ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides. 


sequence 
diales; 


41921 
eroidace 


4197959 4197997 1 39 
osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 


gi 


368600 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


25579 25616 2 39 gi| 265679047 |ref|NR_029355.1 
rain R2 16S ribosomal RNA, partial sequence 24277 25711 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 

31687 31786 1 94 gi| 265679043 |ref|NR_029351.1 
S ribosomal RNA, partial sequence 30363 31864 
bacillales; Aerococcaceae; Facklamia. 

34728 34761 2 35 gi| 265679041 |ref|NR_029349.1 
98 16S ribosomal RNA, partial sequence 33436 34786 Atopob 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 

84389 84426 2 39 gi| 265679007 |ref|NR_029315.1 
somal RNA, partial sequence 83062 84529 


ridiales; Ruminococcaceae; Anaerofilum. 


219846077 
4196627 41980 


ref |NR_025667.1 
08 Anoxybacillus 


Mesorhizobi 


17 3971134 Rhodot 


Rhizobiace 


Sphingomonadaceae; 


Mesorhizobium loti 
loti Bacteria; 
um. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Agrobacterium 
6 Agrobacterium 
ae; 


Mycoplana bullata 
ana bullata Bacteria; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Erythrobacter 
obacter aquimaris 

ae; Erythrobacter. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Chitinibacter 
ibacter tainanensis 
ibacter. 
Petrobacter 

2 Petrobacter 
docyclaceae; 


Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


, 


Garciella 

8 Garciella 

Garciella. 

Bacteroides capillosus 
oides capillosus 


Anoxybacillus gonensis 
gonensis Bacteria; 


Clostridium 
Clostridium 
lostridium. 
Facklamia sourekii 


Facklamia sourekii Bacteria; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 


Anaerofilum agile 


Anaerofilum agile Bacteria; Firmicutes; 


368600 Bacteria_ 


pentosovorans str 
pentosovorans Bac 


368600 Bacteria_ 
strain 113-1 16S 


ribosomal RNA, partial sequence 


185230 18674 


16S 87416 87453 2 39 gi| 265679005 |ref|NR_029313.1| Anaerofilum 

ain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 

teria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

16S 186552 186651 1 94 gi|265678939|ref|NR_029247.1| Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

368600 Bacteria_16S 262932 262969 2 39 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

368600 Bacteria_16S 540659 540696 2 39 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

368600 Bacteria_16S 701335 701372 2 39 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

368600 Bacteria_16S 702822 702859 2 39 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

368600 Bacteria_16S 808769 808884 1 110 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

368600 Bacteria_16S 921448 921481 2 35 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 


heliotrinireducen 
Coriobacteriaceae 
368600 Bacteria_16S 
strain T7 16S rib 


Firmicutes; Bacil 


368600 Bacteria_16S 
quisquiliarum str 


quisquiliarum Bac 


368600 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; 


colihominis DSM 1 
17241 Bacteria; 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
368600 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


368600 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


368600 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


368600 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


368600 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


368600 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


368600 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


368600 Bacteria_16S 


viterbiensis stra 
viterbiensis Bact 


368600 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


368600 Bacteria_16S 


Lacto 
368600 Bacteria_16S 


F 
368600 Bacteria_16S 


s Bacteria; Actinobacteria; Coriobacte 
Slackia. 

1009142 1009179 2 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1047381 1047488 1 102 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 


1083328 1083439 1 106 gi 


v 


39 gi 


bacillales; Lactobacillaceae; Lactobac 
1184749 1184786 2 39 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
1195344 1195443 1 94 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


1209009 1209046 2 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


39 gi 


Coriobacteri 


1290267 1290300 2 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; Cori 
1780432 1780469 2 39 gi 
n DSM 1327 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 
1880948 1881055 1 102 gi 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
2317475 2317512 2 39 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
2346126 2346163 2 39 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2388619 2388718 1 94 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2406818 2406855 2 39 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2431176 2431213 2 39 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2515903 2515940 2 39 gi 


35 gi 


ridae; Cor 


265678372 


1007814 10092 


265678347 
uence 

ceae; Cera 
265678321 


6S ribosomal RNA, partial sequence 1082049 10834 


illus. 
228717037 
ce 11834 
Ruminococc 
228715634 
11940 
obacterale 


228715352 


1207714 12091 


ales; Cori 


219846501 


complete sequence 1289055 12904 


obacterine 
219878350 
sequence 
llaceae; P 
219878279 
uence 

les; Veill 
219857518 
quence 
llaceae; P 
219857497 
nce 23447 
ni 
219857468 
nce 23873 
s; Thermoa 
219857456 
1 sequence 
iales; Clo 
219857437 
quence 
diales; Ru 
219857367 


bacillus. 


iobacteriales; Coriobacterineae; 
ref|NR_028674.1| Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


ref |NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028623.1 
61 Lactobacillus 


Lactobacillus 
equi Bacteria; 


equi 


ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref |NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


ref|NR_027524.1| Cryptobacterium curtum 
42 Cryptobacterium curtum DSM 15641 
obacterineae; Coriobacteriaceae; 


ref|NR_026093.1| Atopobium parvulum 
02 Atopobium parvulum Bacteria; 
ae; Coriobacteriaceae; Atopobium. 
ref|NR_025489.1| Paenibacillus 
1779107 1780619 Paenibacillus 
aenibacillus. 
ref|NR_025418.1 
1879598 188113 
onellaceae; Prop 
ref|NR_025106.1 
2316148 231753 
aenibacillus. 
ref|NR_025085.1 
86 2346268 Paenib 


Propionispora 
1 Propionispora 
ionispora. 
Paenibacillus 
1 Paenibacillus 


Paenibacillus 
acillus granivorans 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Caloramator 

6 Caloramator 

oramator. 

Papillibacter 

9 Papillibacter 
apillibacter. 
Caloramator coolhaasii 


ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref |NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref|NR_024955.1 


, 


strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 


Clostridia; Clost 


ridiales; Clostridiaceae; Caloramator. 


368600 Bacteria_16S 


ATcC 700122 16S r 
Actinobacteria; C 


368600 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


368600 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


368600 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


368600 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


368600 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


368600 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


368600 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


368600 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


368600 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


368600 Bacteria_16S 
somal RNA, partial sequence 3833603 3835009 Rumin 


strain 7 16S ribo 
Clostridia; Clost 


368600 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


368600 Bacteria_16S 


strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 


368600 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


368600 Bacteria_16S 


argentinense stra 
argentinense Bact 


368600 Bacteria_16S 


strain S-182 16S 
Firmicutes; Lacto 


368600 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


368600 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


368600 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


368600 Bacteria_16S 


strain DSM 10365 


2520435 2520468 2 35 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
2779065 2779102 2 39 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2789680 2789717 2 39 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
3048224 3048323 1 94 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3121958 3122065 1 102 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123505 3123612 1 102 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3241655 3241692 2 39 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3323490 3323527 2 39 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3366325 3366362 2 39 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3832015 3832052 2 39 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3834903 3834940 2 39 gi 


gi 


Ruminococcu 
39 gi 


ridiales; Ruminococcaceae; 
3880519 3880556 2 

S ribosomal RNA, 
ridia; Clostridiales; 
4077407 4077444 2 


Clostridiaceae; 
39 gi 
ridia; Thermoanaerobacterales; Thermoa 
4103111 4103148 2 39 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4106111 4106148 2 39 
S ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
208108 208214 2 102 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
340776 340885 1 104 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1284104 1284140 1 37 


gi 


gi 


Pediococ 
gi 


etaproteobacteria; Burkholderiales; Bu 
2435758 2435864 2 102 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
3277846 3277952 2 102 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3286954 3287060 2 102 gi 


2519150 25206 


3240430 32418 


complete sequence 3879197 38807 


6S ribosomal RNA, partial sequence 4076074 40776 


4101786 41031 


4104804 41063 


339450 34088 


16S ribosomal RNA, partial sequence 1282800 12842 


equence 


16S ribosomal RNA, partial sequence 3285670 32871 


219857364 


obacterine 
219857131 
equence 

acillaceae 
219857124 
ce 27883 
ni 
219846890 
sequence 

rococcacea 
219846841 
equence 
llaceae; 
219846840 
ence 31221 
urinibacil 
219846760 


Thermobrac 
219846704 
al sequenc 
erobactera 


219846673 
tial seque 
ridiales; 

219846341 
ence 38307 
coccaceae; 
219846339 


s. 
219846309 


Caloramato 
219846168 
naerobacte 


219846151 


219846149 


265678924 
al sequenc 
iales; Clo 
265678831 


cus. 
219846066 


rkholderia 
219857431 
quence 

diales; Cl 
219846736 


les; Eubac 
219846730 


bacillus. 


Aneur 


ref|NR_024952.1| Slackia exigua strain 
14 Slackia exigua ATCC 700122 Bacteria; 
ae; Coriobacteriaceae; Slackia. 
ref|NR_024759.1| Paenibacillus 

2777747 2779208 Paenibacillus 
; Paenibacillus. 
ref|NR_024752.1 
65 2789727 Paenib 


Paenibacillus 
acillus koleovorans 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref |NR_026433.1 
120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammoniphilus. 
ref|NR_026352.1| Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
hium. 
ref |NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


Facklamia 
3 Facklamia 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 


Ww 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Ruminococcus 
coccus flavefaciens 


ref 
nce 


NR_026265.1 

336503 
Clostridiaceae; 
ref|NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025929.1 
ococcus albus 7 


Ruminococcus albus 
Bacteria; Firmicutes; 


ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 

rs 
ref|NR_025758.1| Mahella australiensis 
04 Mahella australiensis Bacteria; 
rales Family IV. Incertae Sedis; 


ref|NR_025741.1| Bacillus patagoniensis 
87 Bacillus patagoniensis Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


ref |NR_025739.1 
11 Paenibacillus 


ref |NR_029232.1| Clostridium 

e 206801 208304 Clostridium 
stridiaceae; Clostridium. 

ref |NR_029136.1| Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


ref|NR_025656.1| Burkholderia hospita 

83 Burkholderia hospita Bacteria; 

ceae; Burkholderia. 

ref|NR_025019.1| Clostridium 
2434473 2435953 Clostridium 

ostridiaceae; Clostridium. 

ref |NR_026328.1| Acetobacterium 
3276555 3278023 Acetobacterium 

teriaceae; Acetobacterium. 

ref|NR_026322.1| Clostridium pascui 

40 Clostridium pascui Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 43590 43629 1 39 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

368600 Bacteria_16S 78421 78456 1 36 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 


joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


Desulfospira. 


Desulfobacteraceae; 


368600 Bacteria_16S 


dassonvillei subs 


85876 85915 1 39 gi 


p- dassonvillei strain IMRU 509 16S ribo 


265679006 


ref 
A, Pp 


NR_029314.1 


somal RN artial seque 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


368600 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


368600 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


368600 Bacteria_16S 


strain CK74 16S r 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 779623 779658 1 36 gi| 265678526 |ref|NR_028830.1 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
368600 Bacteria_16S 1007679 1007718 2 41 gi| 265678373 |ref|NR_028675.1 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 10077 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 1131741 1131780 1 39 gi|253680769|ref|NR_028017.1 


strain ES10.1 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
368600 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


368600 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


368600 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


368600 Bacteria_16S 


strain SNG49 16S 
Actinobacteria; A 


368600 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


368600 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; R 


368600 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


368600 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


368600 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


368600 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


368600 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


368600 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


368600 Bacteria_16S 


strain YIM 90003 
Actinobacteria; A 
Streptomonospora. 


368600 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
684585 684694 2 105 gi 
ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Stre 
1332939 1332978 1 39 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1399378 13994171 39 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
1517488 1517523 1 36 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


pt 


eq 
S; 


ne 
na 


s 
ct 


1640279 1640318 1 39 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
1681493 1681532 1 39 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1706059 1706098 1 39 gi 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
1744137 17441761 39 gi 
R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 
pt 


ue 
i; 


rm 


ce 
al 


1809306 1809406 1 96 gi 
n CMS 260r 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Planococc 
1877817 1877856 1 39 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

1903951 1903990 1 39 
bosomal RNA, partial sequence 


se 


a 
2 
1 
, 
gi 


motogales; Thermotogaceae; Thermosipho 
1976552 1976587 1 36 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
2157965 2158004 1 39 gi 


ce 
ac 


368600 Bacteria_16S 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 


504361 50587 


265678593 
683287 68472 


1130448 11319 


228721494 


228715357 


219873435 


219878450 
1638983 16404 


219878421 


219878404 


1704738 17061 


219878378 


219878330 


ceae; 
19878283 


219878261 
1902626 19040 


bacillales; Aerococcaceae; Facklamia. 
1917263 1917302 1 39 gi|219878250|ref|NR_025389.1 
16S ribosomal RNA, partial sequence 1915911 1917433 Thermo 


219878211 


219857630 
16S ribosomal RNA, partial sequence 2156657 21581 


ctinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
2334097 2334136 1 39 gi| 219857507 |ref|NR_025095.1 
ain YIM 90004 16S ribosomal RNA, partial sequence 2332775 233429 


ref|NR_028898.1 


ineae; Nocardiop 
ref|NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref |NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref |NR_025194.1 
1516159 151759 


sulfobacterales; 


osporang 


uence 
Thermot 


e 13980 
daceae; 


equence 
eria; De 


ref|NR_025589.1 
69 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025560.1 

1680196 168167 
Thermaceae; 
NR_025543.1 


osporang 


nce 
Thermales; 
ref 
oleophilaceae; Thermoleo 
ref|NR_025517.1 
31 1744318 Nocard 


ptosporangineae; 


17428 
es; Stre 
ref|NR_025469.1 

1807983 180946 
nococcus. 
ref|NR_025422.1 

1876505 187800 
cetales; Strepto 


quence 
Pla 


sequence 
Actinomy 


ref |NR_025400.1 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025219.1 


19752 
terales; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
284157 284192 1 36 gi|265678871|ref|NR_029177.1| Desulfobacter 

in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 

eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
505689 505728 1 39 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Nocardiopsis exhalans 


04 Nocardiopsis exhalans Bacteria; 


saceae; Nocardiopsis. 
Thermosipho 

7 Thermosipho 

ipho. 
Gemmatimonas 

imonas aurantiaca T-27 


Desulfotignum 
6 Desulfotignum 


Desulfobacteraceae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Vulcanithermus 

6 Vulcanithermus 

Vulcanithermus. 

Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


Planococcus 
1 Planococcus 


Nocardiopsis 
9 Nocardiopsis 


sporangineae; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Thermosipho geolei 
sipho geolei Bacteria; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Nocardiopsis. 
2344571 2344610 1 39 gi|219857498|ref|NR_025086.1 


2343294 234473 


Actinopolymorpha 
5 Actinopolymorpha 


singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; Actinopolymorpha. 

368600 Bacteria_16S 2402221 2402260 1 39 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

368600 Bacteria_16S 2409904 2409943 1 39 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

368600 Bacteria_16S 2511381 2511420 1 39 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

368600 Bacteria_16S 2512889 2512928 1 39 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
368600 Bacteria_16S 2791095 2791134 1 39 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

368600 Bacteria_16S 2828697 2828736 1 39 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 


strain IHB1 16S r 
Thermotogae; Ther 


368600 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


368600 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


368600 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


368600 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


368600 Bacteria_16S 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


368600 Bacteria_16S 


strain DSM 40297 
Actinobacteria; A 


368600 Bacteria_16S 


strain DSM 43377 
Actinobacteria; A 


368600 Bacteria_16S 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


368600 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


368600 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


368600 Bacteria_16S 


strain YIM 90010 
Actinobacteria; A 


368600 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


368600 Bacteria_16S 


umidischolae stra 
umidischolae Bact 
Nocardiopsaceae; 


368600 Bacteria_16S 


brennaborense str 
brennaborense Bac 


ibosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Ignavigranu: 
3112831 3112866 1 36 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
3256668 3256707 1 39 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3258181 3258220 1 


mM. 


ne 
ac 


s 


39 gi 


ctinobacteridae; Actinomycetales; 
3259693 3259732 1 39 


Stre 
gi 


pt 


ctinobacteridae; Actinomycetales; Stre 
3261203 3261242 1 39 gi 
albirubida strain DSM 40465 16S rib 


pt 
p- 
Streptosporangineae; Nocardiopsaceae; No 
3390496 3390535 1 39 gi 
ain ATCC 700543 16S ribosomal RNA, par 
teria; Deinococcus-Thermus; Deinococci; 
3585779 3585887 1 103 gi 

M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
4062262 4062301 1 39 gi 


en 
ne 


ctinobacteridae; Actinomycetales; 
4095735 4095773 1 39 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
4217609 4217648 1 39 gi 
in 66/93 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

36125 36163 1 39 gi 
ain DD5/3 16S ribosomal RNA, partial s 
teria; Spirochaetes; Spirochaetales; S 


Stre 
gi 


pt 


D 


qu 


’ 


eq 
pi 


368600 Bacteria_16S 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


48152 48190 L 39 gi 


2827347 28288 


3090574 30919 


219846847 


e 31115 
terales; 


219846750 


equence 


Actinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
osporang 
219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
osporang 
219846747 
osomal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


cardiops 


219846652 
tial seque 
Thermale 
219846519 


ce 35844 
llaceae; 


219846178 
16S ribosomal RNA, partial sequence 4060988 40624 
osporang 
219846156 
4094388 40957 


esulfoba 


219846063 


ence 


Actinomy 


265679040 


uence 
rochaeta 


265679032 


46828 


49 Thermosipho japonicus Bacteria; 


motogales; Thermotogaceae; Thermosipho. 
2865549 2865584 4 39 gi| 219856881 |ref|NR_024700.1| Sphingomonas 
ATCC 14820 16S ribosomal RNA, partial sequence 2864276 2865738 Sphingomonas 
ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
3019254 3019293 1 39 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
mal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
ci; Thermales; Thermaceae; Thermus. 
3091895 3091988 1 88 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 


90 Ignavigranum ruoffiae Bacteria; 
ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026342.1 

3255372 325683 
etales; Streptos 


Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Nocardiopsis 

2 Nocardiopsis 
porangineae; 


ref |NR_026341.1 
45 Nocardiopsis listeri Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_026340.1| Nocardiopsis alba 

56 Nocardiopsis alba Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_026339.1| Nocardiopsis 

partial sequence 3259907 3261367 


Nocardiopsis listeri 


is. 
ref 
nce 


NR_026244.1| Meiothermus 
3389244 3390664 Meiothermus 

s; Thermaceae; Meiothermus. 
ref|NR_026111.1| Phascolarctobacterium 
36 3585946 Phascolarctobacterium faecium 
Phascolarctobacterium. 
ref|NR_025768.1| Nocardiopsis salina 
36 Nocardiopsis salina Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025746.1| Desulfofaba fastidiosa 
93 Desulfofaba fastidiosa Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_025653.1| Nocardiopsis 

4216320 4217772 Nocardiopsis 
cetales; Streptosporangineae; 


ref|NR_029348.1 
34837 36333 
ceae; Treponema 
ref|NR_029340.1 
48321 


Treponema 
Treponema 


Alcanivorax 
Alcanivorax borkumensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


368600 Bacteria_16S 
seropedicae strai 
Proteob 
368600 Bacteria_16S 
strain Z-7937 16S 
Clost 
368600 Bacteria_16S 
thiozymogenes str 
thiozymogenes Bac 


Bacteria; 


Firmicutes; 


Desulfocapsa. 


368600 Bacteria_16S 
equigenitalis str 
equigenitalis Bac 
368600 Bacteria_16S 
aerodenitrificans 
aerodenitrificans 


Microvirgula. 


368600 Bacteria_16S 
strain OXB 16S ri 
B 
368600 Bacteria_16S 


Proteobacteria; 


strain CDC F5101 
Proteobacteria; 


strain AS130 16S 


strain PL7HG1 16S 


Bacteria; 


populi BJ001 16S 
Bacteria; 


strain S-606 16S 
Proteobacteria; 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


368600 Bacteria_16S 


strain Iso-46 16S 
Proteobacteria; 


nivimaris strain 
Bacteria; Proteob 


368600 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


368600 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


368600 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; 


lusitanum strain 
Bacteria; Proteob 


368600 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; G 


368600 Bacteria_16S 


strain 9A01 16S r 


B 
368600 Bacteria_16S 
strain 941 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
368600 Bacteria_16S 


Proteob 
368600 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
368600 Bacteria_16S 


G 
368600 Bacteria_16S 


G 
368600 Bacteria_16S 


G 
368600 Bacteria_16S 


64918 64956 1 39 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
91846 91884 1 39 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
98149 98187 1 39 gi 
ain Bra2 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


206572 206610 1 39 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
249603 249637 5 39 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


267504 267542 1 39 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
290151 290189 1 39 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Burkholderiales; Al 
354081 354119 1 39 gi 
bosomal RNA, partial sequence 


gi 


355540 355578 1 39 
ribosomal RNA, partial sequence 


gi 


384088 384126 1 39 
ribosomal RNA, partial sequence 


gi 


391809 391847 1 39 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
416607 416645 1 39 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
477816 477854 1 39 gi 


Rhodobacterales; Rhodobacteraceae; 

575716 575754 1 39 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
584665 584703 1 39 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


ia; 


587691 587729 1 39 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
613462 613500 1 39 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
651587 651625 1 39 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
655944 655982 1 39 gi 


gi 


ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 
699895 699933 1 39 gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
739275 739313 1 39 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
746698 746736 1 39 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 


90540 


266185 26767 


352821 35423 


354284 35569 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
368600 Bacteria_16S 
382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
368600 Bacteria_16S 
taiwanensis strai 
Proteob 
368600 Bacteria_16S 
415329 41680 


476563 478023 Parac 


574450 57581 


586359 58785 


698584 69993 


745469 74679 


265679021 
ence 63592 
riales; Ox 
265679002 
92000 
ceae; Natr 
265678998 
quence 
eria; Desu 
265678926 
sequence 
ria; Burkh 
265678896 
al sequenc 
acteria; N 


265678882 


alobactera 
265678867 
28882 
caligenace 
265678821 


microbiace 
265678820 


microbiace 
265678799 


rhizobiace 
265678794 
ce 39048 
riales; Bu 
265678777 


les; Methy 
265678733 


Paracoccu 
265678669 


oraxellace 
265678663 
equence 

ria; Rhodo 


265678661 


oraxellace 
265678643 
ence 61213 
nadales; M 
265678617 
tial seque 
rococcacea 
265678613 
uence 
eria; Pseu 
265678583 


matiaceae; 
265678555 
ence 73794 
riales; Ox 
265678549 


oraxellace 


748073 748111 1 39 gi 
ibosomal RNA, partial sequence 


ref|NR_029329.1 

65117 Herbas 
alobacteraceae; 
ref|NR_029310.1 


oniella. 
ref|NR_029306.1 

96815 98277 
lfobacterales; D 
ref |NR_029234.1 

205252 206750 
olderiales; Alca 
ref |NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref |NR_029188.1 


ceae; Oxalobacte 
ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029126.1 
ae; , 
ref 


Rhodoplanes 
NR_029125.1 


ae; 
ref 


Rhodoplanes 
NR_029104.1 


ae; Bradyrhizobi 
ref |NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref |NR_029082.1 


loba 
ref 
occu 
Ss. 
ref|NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028968.1 

583422 584837 
bacterales; Rhod 


cteriaceae; 
NR_029038.1 
s yeei Bacte 


ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref |NR_028922.1 
nce 650305 
e; Aerococcus. 
NR_028918.1 
654656 656081 
nadales; r 
ref|NR_028888.1 
Thiocystis. 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 


265678548 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 

Natroniella acetigena 


Natroniella acetigena Bacteria; 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Taylorella 

Taylorella 
ligenaceae; Taylorella. 

Microvirgula 

Microvirgula 
sseriaceae; 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


Lis 
Bordetella holmesii 
ella holmesii Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Paracoccus yeei strain 
ria; Proteobacteria; 


Psychrobacter pulmonis 
pulmonis Bacteria; 

Tee 

Paracoccus 

Paracoccus 
obacteraceae; 


Psychrobacter faecalis 
faecalis Bacteria; 

i 

Psychrobacter 

obacter nivimaris 
ychrobacter. 

Aerococcus 

651625 Aerococcus 


Psychrobacter 
Psychrobacter 


axellaceae; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Acinetobacter tandoii 
tandoii Bacteria; 

Tis 


ref |NR_028852.1 


Acinetobacter gerneri 


746844 748168 Acinetobacter gerneri Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


368600 Bacteria_16S 
strain 4B02 16S r 
G 
368600 Bacteria_16S 
tjernbergiae stra 
tjernbergiae Bact 


Proteobacteria; 


Acinetobacter. 


368600 Bacteria_16S 
strain AB1110 16S 
G 
368600 Bacteria_16S 
strain B2 16S rib 
G 
368600 Bacteria_16S 
ferriphilum strai 
Bacteria; Nitrosp 
368600 Bacteria_16S 
subterraneus stra 
subterraneus Bact 


Proteobacteria; 


Proteobacteria; 


Thermaerobacter. 


368600 Bacteria_16S 
alkaliphilum stra 
Proteob 


Bacteria; 


368600 Bacteria_16S 
yuanmingense stra 
yuanmingense Bact 


Bradyrhizobium. 


368600 Bacteria_16S 


strain LMG 18819 
Proteobacteria; 


368600 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


368600 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


368600 Bacteria_16S 


strain S5b2 16S r 


Proteobacteria; B 


368600 Bacteria_16S 


strain 7-2 16S ri 


Proteobacteria; B 


368600 Bacteria_16S 
insulare strain K 


Bacteria; Proteob 


368600 Bacteria_16S 


strain JCM 21370 


368600 Bacteria_16S 


strain Ter6 16S r 


Proteobacteria; B 


368600 Bacteria_16S 
13501 16S ribosomal RNA, 


Proteobacteria; B 


368600 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


368600 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


368600 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


368600 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


B 


749448 749486 1 39 gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
ibosomal RNA, partial sequence 748219 749543 Acinetobacter bouvetii Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

750823 750861 1 39 gi| 265678546 |ref|NR_028850.1| Acinetobacter 
in 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

752198 752236 1 39 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 

ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

753573 753611 1 39 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
osomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

796379 796417 1 39 gi|265678515|ref|NR_028818.1| Leptospirillum 
n P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

802638 802676 1 39 gi|265678511|ref|NR_028814.1| Thermaerobacter 
in C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

842276 842314 1 39 gi|265678485|ref|NR_028788.1| Marinospirillum 
in 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
acteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

871098 871136 1 39 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
in B0O71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
eria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 

893554 893592 1 39 gi| 265678449 |ref|NR_028751.1| Pandoraea sputorum 
16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

895089 895127 1 39 gi| 265678448 |ref|NR_028750.1| Pandoraea pulmonicola 
16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

896624 896662 1 39 gi| 265678447 |ref|NR_028749.1| Pandoraea apista 
16S ribosomal RNA, partial sequence 895318 896802 Pandoraea apista Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

1003171 1003209 1 39 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
ibosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

1036571 1036609 1 39 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
bosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

1051943 1051981 1 39 gi|265678343|ref|NR_028645.1| Marinospirillum 

16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
acteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

1071478 1071516 1 39 gi|265678330|ref|NR_028632.1| Tistrella mobilis 
16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 

1146916 1146954 1 39 gi|253680759|ref|NR_028007.1| Collimonas fungivorans 
ibosomal RNA, partial sequence 1145612 1147064 Collimonas fungivorans Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 

1193781 1193819 1 39 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 

complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1306862 1306900 1 39 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 

RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
ia; Rhizobiales; Xanthobacteraceae; Starkeya. 

1361756 1361794 1 39 gi|228719712|ref|NR_027584.1| Acidimicrobium 
10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
a; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 

; Acidimicrobium. 

1390447 1390485 1 39 gi|228716586|ref|NR_027553.1| Bdellovibrio 
ain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
00 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 

1397853 1397891 1 39 gi|228715764|ref|NR_027539.1| Methylobacterium 
RS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 

1423540 1423578 1 39 gi|224581443|ref|NR_027225.1| Psychrobacter 


368600 Bacteria_16S 


maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


368600 Bacteria_16S 


1446700 1446738 1 


39 


strain R7 16S ribosomal RNA, partial sequence 


Proteobacteria; 
368600 Bacteria_16S 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


pacificensis Bacteria; 
Psychrobacter. 
368600 Bacteria_16S 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Clostridiales; 


WM1 Bacteria; 
368600 Bacteria_16S 
strain USDA 9030 


368600 Bacteria_16S 


Firmicutes; 


1470796 1470834 1 
Proteobacteria; 
1492061 1492099 1 


Clostridia; 
1503959 1503997 1 


1549480 1549518 1 


Gammaproteobacteria; Pseudomonadales; Moraxellace 


39 


39 


39 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


39 


strain B8 16S ribosomal RNA, partial sequence 


Proteobacteria; 
368600 Bacteria_16S 


1550946 1550984 1 


Betaproteobacteria; Burkholderiales; Aquabacteriu 


39 


strain B6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
368600 Bacteria_16S 


kestanbolensis strain K4 16S ribosomal RNA, partial sequence 
kestanbolensis Bacteria; 


368600 Bacteria_16S 
echinoides strain 


368600 Bacteria_16S 


1562864 1562902 1 


Firmicutes; 
1704539 1704577 1 


1722822 1722860 1 


Bacillales; 


Betaproteobacteria; Burkholderiales; Aquabacteriu 


39 


39 


IMET 10491 16S ribosomal RNA, partial 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


39 


strain NF11 16S ribosomal RNA, partial sequence 


Proteobacteria; 
368600 Bacteria_16S 


1724363 1724401 1 


Gammaproteobacteria; Pseudomonadales; Moraxellace 


39 


strain NF23 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


368600 Bacteria_16S 


marincola strain KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; 


368600 Bacteria_16S 
submarinus strain 


368600 Bacteria_16S 


limicola strain GolChil 16S ribosomal RNA, 


limicola Bacteria; 
368600 Bacteria_16S 


strain LUH4616 16S ribosomal RNA, partial sequence 


Proteobacteria; 
368600 Bacteria_16S 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; 


368600 Bacteria_16S 
schindleri strain 


368600 Bacteria_16S 
strain DSM 11334 
Proteobacteria; 

368600 Bacteria_16S 
strain LMG 1945, 
Proteobacteria; 

368600 Bacteria_16S 


strain LUH 3792Type 16S ribosomal RNA, partial sequence 


Bacteria; 
368600 Bacteria_16S 
strain Se-1111R 1 
Proteobacteria; 
368600 Bacteria_16S 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 196474 
denitrificans Bacteria; 


Thiobacillus. 
368600 Bacteria_16S 
strain ET-5b 16S 
Firmicutes; 
368600 Bacteria_16S 


1826209 1826247 1 


1827687 1827725 1 


1830649 1830687 1 


1873326 1873364 1 


1879362 1879400 1 


1888773 1888811 1 


1898032 1898070 1 


1899575 1899613 1 


1914146 1914184 1 


1947823 1947861 1 


1964555 1964593 1 
Proteobacteria; 


1969085 1969119 1 


1971873 19719111 


39 


39 


KMM 225 16S ribosomal RNA, partial sequence 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; 


39 


39 


Gammaproteobacteria; Pseudomonadales; Moraxellace 


39 


39 


LUH5832 16S ribosomal RNA, partial sequence 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; 


39 


16S ribosomal RNA, partial sequence 1896710 18982 
Betaproteobacteria; Burkholderiales; Alcaligenace 


39 


R8846 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Alcaligenace 


39 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


39 


6S ribosomal RNA, partial sequence 1946525 19480 
Betaproteobacteria; Burkholderiales; Alcaligenace 


39 


Betaproteobacteria; 


35 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family xX. 


39 


Bacillaceae; 


complete sequence 
Proteobacteria; Betaproteobacteria; 


Incertae Sedis; 


gi| 224581423 
1445391 14468 


gi|224581406 


Pseud 
219846902 
14907 


Clostridiace 
gi|219846475 


gi 


R 
gi] 219857245 
1548180 15495 


gi|219857244 
1549646 15510 
gi|219846143 
Ano 
219878405 
sequence 
Rhizobi 
gi| 219878393 
1721510 17230 


gi 


gi| 219878392 
1723051 17245 
gi| 219878319 
Pseudomo 
gi| 219878318 
Pseudom 
gi| 219878316 
Rhodocycla 
gi| 219878286 
1872026 18734 


gi|219878282 


gi|219878273 
gi|219878265 


219878264 
18982 


gi 


219878253 
19128 


gi 


gi|219878230 


gi| 219878219 
Hydro 


gi|219878216 
1967755 19691 


219878214 


Burkholderiales; 


Pseudomonadales; 


Moraxellaceae; 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora 


ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref |NR_026067.1 


hizobium/Agrobac 
ref |NR_024875.1 
95 Aquabacterium 
m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref|NR_025733.1 
1561538 156291 
xybacillus. 
ref|NR_025544.1 
1703281 170468 
ales; Methylocys 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025458.1 
1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 
1826365 182779 
onadales; Moraxe 
ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref |NR_025421.1 
1878060 187954 
Burkho 
ref|NR_025412.1 
1887472 188893 
Moraxe 
ref|NR_025404.1 
ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref |NR_025392.1 
72 1914310 Acinet 
Ac 
NR_025369.1 


ref 


Bordetella. 
NR_025358.1 


ae; 
ref 


genophilales; Hy 


ref|NR_025355.1 


gi 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


Herbaspirillum. 


Psychrobacter arenosus 
arenosus Bacteria; 
Ske 

Psychrobacter 
0 Psychrobacter 
xellaceae; 


Clostridium 
idium saccharolyticum 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Anoxybacillus 
3 Anoxybacillus 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Psychrobacter luti 
luti Bacteria; 
Sales 
Psychrobacter fozii 
fozii Bacteria; 
say 
Psychrobacter 
4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 
2 Psychrobacter 
llaceae; Psychrobacter. 
Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Acinetobacter parvus 
parvus Bacteria; 
Bs 
Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Bordetella petrii 


20 Bordetella petrii Bacteria; 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 
Thermicanus. 


ref |NR_025353.1 
1970584 197204 


Herbaspirillum 
9 Herbaspirillum 


368600 Bacteria_16S 
ferrugineus strai 
ferrugineus Bacte 


Cystobacteraceae; 


368600 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


1 


Bacteria; 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


368600 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


368600 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; 


hongkongensis str 
hongkongensis Bac 


368600 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


368600 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


368600 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


368600 Bacteria_16S 


strain LBB1 16S r 
Proteobacteria; A 


368600 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


368600 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


368600 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


368600 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


368600 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


368600 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


368600 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


368600 Bacteria_16S 


strain IM1 16S ri 
Proteobacteria; A 


368600 Bacteria_16S 


subterraneus stra 
Bacteria; Proteob 


368600 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


G 
368600 Bacteria_16S 
defragrans strain 
Proteob 
368600 Bacteria_16S 


G 
368600 Bacteria_16S 


1987528 1987566 1 
n Cb fel8 16S ribosomal RNA, 
ria; Proteobacteria; 
Cystobacter. 
2002941 2002979 1 


39 gi 
complete 
Deltaproteobacter 
39 gi 
ammaproteobacteria; Enterobacteriales; 
2074533 2074571 1 39 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2108041 2108079 1 39 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


E 


et 
er 


2159417 2159455 1 39 gi 
s strain ATCC 21588 16S ribosomal RNA, 


s Bacteria; Proteobacteria; Alphaproteob 


2176221 2176259 1 39 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
2230713 22307511 39 gi 
ain HKU1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Betaproteobacte 
2264385 2264423 1 39 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2308383 2308421 1 39 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2337010 2337048 1 39 gi 
n ALG 1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
r. 


gi 
or 


qu 
ri 


en 
ir 


ca 


ue 
ia 


2341521 2341559 1 39 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
2547150 2547188 1 39 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2573180 2573218 1 39 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2576345 2576383 1 39 gi 
rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
2619489 2619527 1 39 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2650038 2650076 1 39 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2651541 2651579 1 39 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2662031 2662069 1 39 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2663412 2663450 1 39 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
2675538 2675576 1 39 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
2715879 2715917 1 39 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


gi 


ho 


ma. 


nF 
os 


se 


er 


Rhod 
gi 


Oc 


Rhod 
gi 


Oc 


pi 
en 
le 
lo 


en 
r. 


ue 
ri 


368600 Bacteria_16S 


219878204 
se 
ia 


quence 
Myxo 


, 


219878194 
6S ribosomal RNA, partial sequence 2001636 20031 


nterob 


219878141 
en 
bagi 8 
219878115 


ce 207 
ales; 


e sequ 
ia; Ps 


219857629 
Pp 


artial 
acteri 


219857616 
2174910 21764 


axella 


219857579 


ence 
a; Nei 


219857557 


ce 226 
illale 


219857524 
2307079 23085 


ligena 


219857504 


nce 
Rhod 


’ 


219857501 
2340265 23417 
dobacter 
219857346 


254 


tridia 


219857284 


quence 
ia; Bu 


219857253 
2618180 26196 


yclace 


219857225 
2648722 26501 
yclaceae 
219857224 
2650247 2651682 Azosp 


ra. 


219857216 


ce 266 
S; 


219857178 


nce 
a; 


2757897 2757935 1 39 


gi 


219857148 


monadace 
219857286 
sequence 


Hypho: 
219857215 
2662145 26634 
cystacea 
219857206 
ce 26742 


Pseud 


ref|NR_025343.1 
1986193 198770 
coccales; Cystoba 


ref |NR_025333.1 


acteriaceae; Lemi 
ref |NR_025280.1 
26 2074709 Caste 
caligenaceae; C 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mo 


32 
Al 


en 
eu 


ref 
eque 
Rho 


NR_025218.1 
nce 215819 
dobacterales 


s 
a; 


ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobact 
ref |NR_025167.1 

2229404 223086 
eriales; Neisser 
ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentipha 
ref|NR_025092.1 
2335756 233710 
acterales; Rhodo 


ce 


ss 


30 


S; 


ce 


ob 


ref|NR_025089.1 
aceae; Rhodobaca 
ref |NR_024934.1 
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368600 Bacteria_16S 2850074 2850112 1 39 gi|219856891|ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
368600 Bacteria_16S 2868661 2868699 1 39 gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 
368600 Bacteria_16S 2905467 2905505 1 39 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
368600 Bacteria_16S 2926773 2926811 1 39 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 
368600 Bacteria_16S 2928330 2928368 1 39 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

368600 Bacteria_16S 2967589 2967627 1 39 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 


368600 Bacteria_16S 3005788 3005826 1 39 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

368600 Bacteria_16S 3032943 3032981 1 39 gi|219846901|ref|NR_026493.1| Clostridium indolis 


strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
368600 Bacteria_16S 3054308 3054346 1 39 gi|219846886|ref|NR_026478.1| Formivibrio citricus 
strain CreCitl 16S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 
368600 Bacteria_16S 3085941 3085979 1 39 gi|219846865|ref|NR_026457.1| Paracoccus 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 
368600 Bacteria_16S 3087386 3087424 1 39 gi|219846864|ref|NR_026456.1| Paracoccus 
denitrificans strain 381 16S ribosomal RNA, partial sequence 3086162 3087556 Paracoccus 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 
368600 Bacteria_16S 3100926 3100964 1 39 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Lactobacillales; Aerococcaceae; Facklamia. 


368600 Bacteria_16S 3158270 3158308 1 39 gi| 219846817 |ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

368600 Bacteria_16S 3221954 3221992 1 39 gi|219846773|ref|NR_026365.1| Janthinobacterium 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 
368600 Bacteria_16S 3223473 32235111 39 gi|219846772|ref|NR_026364.1| Janthinobacterium 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 3222170 3223638 Janthinobacterium 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Janthinobacterium. 
368600 Bacteria_16S 3238717 3238755 1 39 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 
368600 Bacteria_16S 3264199 3264237 1 39 gi|219846745|ref|NR_026337.1| Pedomicrobium 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
368600 Bacteria_16S 3270197 3270235 1 39 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 
strain Feox-1 16S ribosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
368600 Bacteria_16S 3300701 3300739 1 39 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 
368600 Bacteria_16S 3302233 33022711 39 gi|219846720|ref|NR_026312.1| Blautia schinkii 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Blautia. 
368600 Bacteria_16S 3350834 3350872 1 39 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 
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368600 Bacteria_16S 3938424 3938462 1 39 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
368600 Bacteria_16S 3939883 3939921 1 39 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 
368600 Bacteria_16S 3944247 3944285 1 39 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 
368600 Bacteria_16S 3962130 3962168 1 39 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 
368600 Bacteria_16S 3965147 3965185 1 39 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
368600 Bacteria_16S 3973989 3974027 1 39 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
368600 Bacteria_16S 4023035 4023073 1 39 gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 
368600 Bacteria_16S 4038278 4038316 1 39 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 
368600 Bacteria_16S 4060775 4060813 1 39 gi|219846180|ref|NR_025770.1] Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
368600 Bacteria_16S 4134953 4134991 1 39 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 
368600 Bacteria_16S 4176642 4176680 1 39 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
368600 Bacteria_16S 4178127 4178165 1 39 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
368600 Bacteria_16S 4190372 4190410 1 39 gi| 219846083 |ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 
368600 Bacteria_16S 270467 270500 2 35 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
368600 Bacteria_16S 727152 727259 1 102 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 
368600 Bacteria_16S 810276 810313 2 39 gi| 265678506 |ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
368600 Bacteria_16S 933791 933898 1 102 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
368600 Bacteria_16S 1204455 1204488 2 35 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
368600 Bacteria_16S 1205962 1205995 2 35: gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
368600 Bacteria_16S 1320644 1320759 1 110 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
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paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

368600 Bacteria_16S 2050082 2050189 1 102 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

368600 Bacteria_16S 2156402 2156439 2 39 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

368600 Bacteria_16S 2567092 2567199 1 102 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

368600 Bacteria_16S 2712916 2712952 1 37 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

368600 Bacteria_16S 2916258 2916373 1 110 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

368600 Bacteria_16S 3031394 3031493 1 94 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

368600 Bacteria_16S 3411794 3411901 1 102 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

368600 Bacteria_16S 3497487 3497520 2 35 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

368600 Bacteria_16S 3772791 3772829 1 39 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

368600 Bacteria_16S 4141189 4141226 3 39 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

368600 Bacteria_16S 4161393 4161430 3 39 gi| 219846107 |ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
368600 Bacteria_16S 148320 148375 1 53 gi| 265678964 |ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

368600 Bacteria_16S 209662 209768 2 102 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 314613 314719 2 102 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 848378 848416 1 39 gi| 265678481 |ref|NR_028784.1| Paracoccus 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

368600 Bacteria_16S 1137784 1137839 1 53 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

368600 Bacteria_16S 1357289 1357395 2 102 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 1506908 1507008 1 95 gi|219846365|ref|NR_025956.1| Thermoanerobacter 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 


Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
368600 Bacteria_16S 2192929 2192967 1 39 gi|219857604|ref|NR_025192.1 


strain Z-7792 16S 
Firmicutes; Bacil 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


368600 Bacteria_16S 3150485 3150523 1 39 gi|219846822|ref 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiale 
368600 Bacteria_16S 3416244 3416299 1 53 gi|219846634|ref 


strain NCTC 25174 16S ribosomal RNA, partial sequence 


Cellulomonas. 


2191612 21930 


37 Amphibacillus 


149167 31506 


NR_026414.1 
2 
s; Chromatia 
NR_026226.1 


Clostridia; 


Amphibacillus tropicus 
tropicus Bacteria; 


Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Cellulomonas humilata 


3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 


368600 Bacteria_16S 49673 49712 1 39 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
368600 Bacteria_16S 248031 248070 1 39 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 
strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 248217 Thermotoga hypogea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
368600 Bacteria_16S 305383 305422 1 39 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 


368600 Bacteria_16S 313071 313186 1 110 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

368600 Bacteria_16S 337634 337669 1 35 gi|265678833|ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 


denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 
368600 Bacteria_16S 720893 720924 1 32 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 19632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 
368600 Bacteria_16S 902877 902916 1 39 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 


~ 


368600 Bacteria_16S 1060947 1060986 1 39 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 
368600 Bacteria_16S 1096909 1096948 1 39 gi|265678312|ref|NR_028614.1| Acetobacter 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 1095628 1097070 Acetobacter 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 


368600 Bacteria_16S 1158941 1158980 1 39 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

368600 Bacteria_16S 1163520 1163559 1 39 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 


DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiothermus silvanus DSM 9946 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
368600 Bacteria_16S 1171143 1171182 1 39 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 
368600 Bacteria_16S 1201379 1201418 1 39 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 
368600 Bacteria_16S 1202958 1202997 1 39 gi|228715358|ref|NR_027530.1| Thermotoga neapolitana 
DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
368600 Bacteria_16S 1331331 1331366 1 35 gi|219846082|ref|NR_025672.1| Bifidobacterium 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 


368600 Bacteria_16S 1394880 1394919 1 39 gi|228715897|ref|NR_027542.1| Thermotoga lettingae 
strain TMO 16S ribosomal RNA, partial sequence 1393543 1395055 Thermotoga lettingae TMO Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

368600 Bacteria_16S 1437450 1437489 1 39 gi|224581430|ref|NR_027212.1| Oceanithermus 
profundus strain 506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

368600 Bacteria_16S 1741047 1741086 1 39 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 


strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


368600 Bacteria_16S 1769842 1769881 1 39 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

368600 Bacteria_16S 1853480 1853519 1 39 gi|219878299|ref|NR_025438.1| Thermobifida 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 


368600 Bacteria_16S 1973396 1973505 2 105 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 2194377 2194416 1 39 gi|219857603|ref|NR_025191.1| Meiothermus 


ND 


taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 


368600 Bacteria_16S 2253532 22535711 39 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
368600 Bacteria_16S 2625583 2625622 1 39 gi|219857248|ref|NR_024878.1| Rhodanobacter 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Rhodanobacter. 

368600 Bacteria_16S 2630211 2630250 1 39 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

368600 Bacteria_16S 2677003 2677042 1 39 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 


strain Pd55 16S r 
Proteobacteria; E 


368600 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


368600 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


368600 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 
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368600 Bacteria_16S 
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368600 Bacteria_16S 


strain YH-15 16S 
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368600 Bacteria_16S 
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Deinococcus-Therm 


368600 Bacteria_16S 


strain YT-1 16S r 
Deinococcus-Therm 


368600 Bacteria_16S 
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Proteobacteria; G 


368600 Bacteria_16S 
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Proteobacteria; A 
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strain M6 16S rib 
Proteobacteria; A 


368600 Bacteria_16S 


strain V2 16S rib 
Proteobacteria; A 


368600 Bacteria_16S 
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368600 Bacteria_16S 
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Firmicutes; Lacto 


368600 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


368600 Bacteria_16S 
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Actinobacteria; A 
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Actinomycetaceae; 
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368600 Bacteria_16S 


us; Deinococci; Thermales; Thermaceae; Meiothermus. 
3165777 3165886 3 106 gi| 219846812 
ribosomal RNA, partial sequence 3164429 31659 
bacillales; Lactobacillaceae; Lactobacillus. 
3877457 3877496 1 39 gi| 219846311 
ribosomal RNA, partial sequence 3876152 38776 
us; Deinococci; Thermales; Thermaceae; Thermus. 
3878977 3879016 1 39 gi| 219846310 
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us; Deinococci; Thermales; Thermaceae; Thermus. 
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16S ribosomal RNA, partial sequence 3080 4533 
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8778 8816 iD 39 gi| 265679058 
osomal RNA, partial sequence 7488 8910 
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2611 16S ribosomal RNA, partial sequence 56079 
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95012 95050 1 39 gi| 265679000 
bosomal RNA, complete sequence 93645 95214 
bacillales; Lactobacillaceae; Lactobacillus. 
107317 107351 1 35 gi| 265678991 
Z-7288 16S ribosomal RNA, partial sequence 
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in 2-606-032 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
Actinomyces. 
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succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 
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succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; 
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16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
568193 568231 2 39 gi 


Deinoco 
gi 


6S riboso 
ubrobacteridae; 
577185 577223 1 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
598169 598207 1 39 gi 
bosomal RNA, partial sequence 

ammaproteobacteria; Chromatiales; 
630152 630190 1 39 

ribosomal RNA, partial sequence 


Solirubrobacterales; C 
39 gi 


Chro: 
gi 


156293 15781 


183663 185179 Clost 


254252 255652 Afipi 


302503 30397 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


6S ribosomal RNA, partial sequence 438478 43991 


528726 53019 


533233 53475 


mal RNA, partial sequence 566874 56834 


596871 59824 


265678958 


ocyclaceae 
265678953 
sequence 

Lactobaci 
265678940 


Clostridiu 
265678935 
ence 19135 
occales; M 
265678928 
ence 20208 
naerobacte 


265678892 


ipia. 
265678879 
sequence 
ridiales; 
265678870 
ence 28438 
acterales; 
265678858 


elotrichac 
265678856 


plasmatace 
265678848 
ial sequen 
bacteria; 

265678847 


265678792 
39362 
Oribacter 

265678762 


timonadace 
265678742 
sequence 

ia; Rhizob 
265678734 
equence 

bacillacea 
265678728 
ete sequen 
es; Spiroc 
265678699 


ccaceae; D 
265678696 


mamonadace 
265678688 

54547 

Enterobac 
265678674 


onexibacte 
265678668 
al sequenc 
ria; Burkh 
265678654 


matiaceae; 


ref|NR_029266.1 


Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


; Azoarcus. 
ref|NR_029261.1 

163866 165437 
llaceae; Lactoba 
ref|NR_029248.1 
ridium nexile DS 
m. 
ref|NR_029243.1 
7 #192822 Methyl 
ethylococcaceae; 
ref|NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


NR_029200.1 
oomeae Bacte 


Lachnospira 
ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029164.1 


Lactobacillus 

Lactobacillus 
cillus. 

Clostridium nexile 
M 1787 Bacteria; 


DSM 


Methylomonas 
omonas aurantiaca 
Methylomonas. 
Coprothermobacter 
hermobacter 
ulfobiaceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Clostridium 
Clostridium 
Butyrivibrio. 
Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 
Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


eae. 
ref|NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029153.1 
ce 317746 319177 
Rhizobiales; Bar 
ref|NR_029152.1 
0 Acholeplasma 
eplasma. 

ref |NR_029097.1 
6 394999 Oribac 
ium. 
ref 


NR_029067.1 


Neorickettsia risticii 
risticii Bacteria; 
a. 

Bartonella vinsonii 

Bartonella vinsonii 
tonellaceae; Bartonella. 
Acholeplasma palmae 


palmae Bacteria; 


Oribacterium sinus 
terium sinus Bacteria; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


ae; Fulvimarina 
ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref |NR_029039.1 

475117 476512 
e; Lactobacillu 
ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref|NR_029004.1 


Ss. 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Lactobacillus 
Lactobacillus 


Spirochaeta 
Spirochaeta 

chaeta. 

Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


eino 
ref 


coccus. 
NR_029001.1 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


ae; Ottowia. 
ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref |NR_028979.1 
3  Conexibacter 
raceae; Conexiba 
ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028959.1 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Conexibacter woesei 


woesei Bacteria; 


cter. 

Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Thiobaca. 


265678631 


ref |NR_028936.1 


Roseospira marina 


628893 630298 Roseospira marina Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 


368600 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


368600 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


368600 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


368600 Bacteria_16S 
6S ribosomal RNA, partial sequence 702960 70436 


strain ThSch 12 1 
Proteobacteria; 


strain TH-3 16S r 


6611 16S ribosoma 
Gammaproteobacter 


368600 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


368600 Bacteria_16S 


histaminiformans 
histaminiformans 


368600 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


368600 Bacteria_16S 


strain J1 16S rib 


strain S-743 16S 
Tenericutes; Moll 


368600 Bacteria_16S 


satelles strain V 
satelles Bacteria 


368600 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


368600 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


368600 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


368600 Bacteria_16S 


strain AMX51 16S 


mexicanus strain 
Bacteria; Proteob 


368600 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


368600 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


368600 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


368600 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


chilensis strain 
Bacteria; Proteob 


368600 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


368600 Bacteria_16S 


G 
368600 Bacteria_16S 


633167 633267 2 96 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
661987 662025 1 39 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; 
672625 672693 1 66 


gi 


Jeotgal 
gi 


s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 
704289 704327 1 39 gi 


ammaproteobacteria; Chromatiales; Chro 
716195 716233 1 39 gi 
ibosomal RNA, partial sequence 


733200 733238 1 

1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
734622 734660 1 39 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
736158 736196 1 39 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
755014 755052 1 39 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
768715 768753 1 39 gi 
osomal RNA, partial sequence 


39 gi 


781131 781169 1 39 
ribosomal RNA, partial sequence 


gi 


784233 784271 1 39 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
799516 799554 1 39 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
825492 825530 1 39 gi 


, 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826994 827032 1 39 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
843751 843789 1 39 gi 
ribosomal RNA, partial sequence 


858868 858906 1 39 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
904387 904425 1 39 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
949296 949334 1 39 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
957024 957062 1 39 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


986084 986122 1 
6S ribosomal RNA, 


39 gi 


1000126 1000164 1 39 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1038111 1038149 1 39 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 


matiaceae; 
265678571 


714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
368600 Bacteria_16S 


obacteriac 
265678560 


731878 733268 Thioc 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678558 
sequence 

tridiales; 
265678543 
ence 75371 
cteriales; 
265678534 


767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
368600 Bacteria_16S 


microbiace 
265678525 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


265678523 
sequence 
s; Lachnos 
265678513 


798207 79971 


elotrichac 
265678496 


824212 825662 Bosea 


sea. 
265678495 


825713 827158 Bosea 


sea. 
265678484 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
368600 Bacteria_16S 


rhizobiace 
265678473 
ce 85752 
ibrionales 
265678442 
e 90307 
lales; Leg 
265678413 


947973 94948 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
368600 Bacteria_16S 


1036784 10382 


mamonadace 


1057883 1057921 1 39 gi 


265678339 


265678629 |ref|NR_028934.1| Acetobacterium tundrae 
631874 633351 Acetobacterium tundrae Bacteria; 

Acetobacterium. 

265678608|ref|NR_028913.1| Jeotgalicoccus 

tial sequence 660668 662086 Jeotgalicoccus 

icoccus. 

265678601|ref|NR_028906.1| Pseudomonas 

ial sequence 671276 672778 Pseudomonas 

obacteria; Pseudomonadales; Pseudomonadaceae; 

265678580 |ref|NR_028885.1| Lamprocystis purpurea 


5 Lamprocystis 
Lamprocystis. 
ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 

eae; Aminobacter. 

ref |NR_028864.1 
apsa rosea Bacte 


purpurea Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028862.1 
734793 736329 
Veillonellaceae 
ref |NR_028847.1 
9 755211 Cardio 


Thiohalocapsa 
locapsa halophila 
alocapsa. 

Allisonella 
Allisonella 
Allisonella. 
Cardiobacterium 
bacterium valvarum 

Cardiobacteriaceae; Cardiobacterium. 
ref|NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 
ae; Devosia. 
ref |NR_028829.1 
7 Acholeplasma 
eplasma. 
ref |NR_028827.1 

782926 784381 
piraceae; Shuttleworthia. 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 


’ 


Acholeplasma axanthum 
axanthum Bacteria; 


Shuttleworthia 
Shuttleworthia 


Bosea eneae strain 
Proteobacteria; 


ref 
ene 


NR_028798.1 
ae Bacteria; 


ref|NR_028787.1| Bosea minatitlanensis 
9 Bosea minatitlanensis Bacteria; 

ae; Bosea. 
ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Legionella. 
ref|NR_028715.1| Acidovorax temperans 
4 Acidovorax temperans Bacteria; 


Desulfovibrio 

ovibrio mexicanus 

aceae; Desulfovibrio. 
Legionella gresilensis 

ella gresilensis 


mamonadaceae; Acidovorax. 
265678408|ref|NR_028710.1| Pseudaminobacter 
sequence 955748 957207 Pseudaminobacter 
acteria; Rhizobiales; Phyllobacteriaceae; 
265678387|ref|NR_028689.1| Acholeplasma vituli 
5 Acholeplasma vituli Bacteria; 
eplasma. 
265678378|ref|NR_028680.1| Thiomicrospira 
ce 998800 1000269 Thiomicrospira chilensis 
hales; Piscirickettsiaceae; Thiomicrospira. 
265678353|ref|NR_028655.1| Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 
ae; Curvibacter 
ref |NR_028641.1 


Rhodopseudomonas 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 


rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Rhodopseudomonas. 


368600 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


368600 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


368600 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


368600 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


368600 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


368600 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


368600 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


368600 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


368600 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


368600 Bacteria_16S 


subsp. ureaphilum 
facile subsp. ure 
Hyphomicrobium. 


368600 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


368600 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


368600 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


368600 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


368600 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


368600 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


368600 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


368600 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


368600 Bacteria_16S 


strain SA35 16S r 
Proteobacteria; A 


368600 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


1151397 1151435 1 39 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1166608 1166646 1 39 gi 


pelotrichi; Erysipelotrichales; Erysip 
1198443 1198481 1 39 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1233110 1233148 1 39 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1237698 1237736 1 39 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1239203 12392411 39 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1240719 1240757 1 39 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1269307 1269345 1 39 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


e 


1309848 1309886 1 39 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


1311321 1311359 1 39 gi 
strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


1340438 1340476 1 39 
train MSR-1 16S ribosomal RNA, 
SR-1 Bacteria; Proteobacteria; 


gi 
partial 
Alphapr 


s 


1366137 1366175 1 39 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1425063 1425101 1 39 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1439006 1439044 1 39 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1458619 1458675 1 53 gi 
LCDcC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


en 
le 


Rhod 
gi 


Oc 


Oc 


al 
Ac 


1466243 1466281 1 39 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1469253 1469291 1 39 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1481463 1481501 1 39 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


gi 


Rhod 
gi 


Oc 


Oc 


qu 
ba 


1493547 1493585 1 39 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1512973 15130111 39 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


gi 


ob 


st 


368600 Bacteria_16S 


en 
sp 
219878163 
se 
ba § 


1437684 1 


253680756 
ence 11501 
rillales; 
228720470 
somal RNA, partial sequence 1165300 1166687 Clost 
elotrichac 
228715504 
11971 
rkholderia 
219878271 
qu 
ct 
219878251 
ce 12363 


ence 
eria; 


iraceae; 


quence 
a; 


uence 


, 


228721488 
rtial 
roteob 


228721487 
parti 
aprote 


228721340 


equence 


oteobacter 


228719040 


ce 13648 
S; 


4252 
ycla 


4391 
ycla 


224581414 


sequenc 


tino 


224581409 
14649241 


4664 
ycla 


yclaceae 


219878371 


ence 
cteria; 


219846714 
1492298 14937 


acterace 


219878127 
1511717 15130 


eurellac 


1552414 1552452 1 39 gi 


219857243 


Rh 


Rhizo 
219878162 
eq 
ia; Rhizob 
219846421 
equence 


teria; Des 


sequ 
acte 


als 
obac 


Brady 
224581442 
14237411 
ceae 
224581429 


myce 


ceae 
224581407 
1467942 14694 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref |NR_027592.1 
ridium spirofor 
eae. 
ref|NR_027534.1 
311198567 Ramlib 
les; Comamonadac 
ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref|NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_026012.1 

1267974 126947 


ulfuromonadales; 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_027605.1 

1339181 134062 
ia; Rhodospirill 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027224.1 
; Th 
ref 


auera. 
NR_027211.1 


; Thauera. 
ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref |NR_027190.1 


; Az 
ref 


oarcus. 
NR_027188.1 
; Zoogloea. 
ref|NR_025510.1 

1480151 148165 
Burkholderiales; 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref|NR_025266.1 


eae; 
ref 


Histophilu 
NR_024871.1 


Thalassospira 

sospira lucentensis 

e; Thalassospira. 
Clostridium spiroforme 


me DSM 1552 Bacteria; 


Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 
Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Parasporobacterium 
orobacterium paucivorans 
ium. 
Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


, 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Nitrobacter 

acter hamburgensis X14 
trobacter. 

Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 
ceae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Xanthobacter agilis 


agilis Bacteria; 


Histophilus somni 


77 Histophilus somni Bacteria; 
Ss. 


Aquabacterium 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 


368600 Bacteria_16S 
lusatiensis strai 
Proteob 
368600 Bacteria_16S 
faecalis strain g 
Proteob 
368600 Bacteria_16S 
americanum strain 
americanum Bacter 
Sinorhizobium/Ens 
368600 Bacteria_16S 
strain JK 615 16S 
Clost 
368600 Bacteria_16S 
alexandrii strain 
alexandrii Bacter 
368600 Bacteria_16S 
asaccharovorans s 
asaccharovorans B 


Bacteria; 


Bacteria; 


Firmicutes; 


Chelatococcus. 


368600 Bacteria_16S 
norvegicum strain 
norvegicum Bacter 


Desulfomicrobium. 


368600 Bacteria_16S 


strain DSM 12838 
Proteobacteria; 


Methylobacterium. 


368600 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


368600 Bacteria_16S 
strain BM5 16S ri 
G 
368600 Bacteria_16S 
macestii strain M 
Proteob 
368600 Bacteria_16S 
anilini strain An 


Proteobacteria; 


Bacteria; 


Bacteria; Proteob 


368600 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


368600 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


368600 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


368600 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


368600 Bacteria_16S 


strain DSM 2665 1 


D 
368600 Bacteria_16S 
fujisawaense stra 
fujisawaense Bact 


1570276 1570314 1 39 gi 
n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1573292 15733301 39 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1580882 1580920 1 39 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 
1733417 1733455 1 39 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1829079 18291171 39 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1868753 1868791 1 39 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


a; 
gi 
B 


qu 
a; 


ct 


1894911 1894949 1 39 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteria; 


1934134 1934172 1 39 gi 


eltaproteobacteria; Desulfovibrionales; 


1940080 1940118 1 39 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


s 
baa 


1966072 19661101 39 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


s 
ob 


1967564 1967602 1 39 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1978107 1978145 1 39 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
1979675 1979713 1 39 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
1982778 1982816 1 39 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
1984363 1984401 1 39 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


gi 


ma 


ib 


ac 


ng 
ue 
ia 


1985947 1985985 1 39 gi 
Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


ue 
a; 


2013685 2013723 1 39 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2015145 2015183 1 39 gi 


al 
ri 


ce 
le 


le 


219878173 
15690 
Phyll 
219857383 
15720 
Brady 

219878491 
se 


Ss; 


Ss; 


quence 


219878386 
1732113 17335 
utyrivib 
219878317 


ence 


uence 
eria; 


219878268 
eq 


uence 


219878239 
16S ribosomal RNA, partial sequence 1932811 19342 


equence 
a; 


219878218 


equence 
acteria; 


219878217 
1966261 19677 


tiaceae; 


219878210 


19767 
rionales 


219878209 


19783 


terales; 
219878207 
1981436 19829 


iineae; 


219878206 
nce 


7 Myxoco 


219878205 
nce 


Myxococ 


219878187 


sequenc 
a; Rhodo 


219878186 
6S ribosomal RNA, partial sequence 2013915 20153 


Rhizobi 


Rhodoba 
219878289 
eq 
Rh 


Desulfo 


Desulfomicro 
219878235 


Rhizo 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref |NR_025251.1 

1579624 158106 
ales; Rhizobiace 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


v 


ref|NR_025525.1 
87 Butyrivibrio 
rio. 
ref|NR_025456.1| Oceanicaulis 

1827843 1829266 Oceanicaulis 
cterales; Hyphomonadaceae; Oceanicaulis. 
ref|NR_025428.1] Chelatococcus 

1867493 1868858 Chelatococcus 
izobiales; Beijerinckiaceae; 


Butyrivibrio hungatei 
hungatei Bacteria; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


ref|NR_025407.1 
1893578 189509 
vibrionales; Des 


ref|NR_025378.1| Desulfomicrobium orale 
85 Desulfomicrobium orale Bacteria; 
biaceae; Desulfomicrobium. 
ref|NR_025374.1| Methylobacterium 
1938810 1940249 Methylobacterium 
biales; Methylobacteriaceae; 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 
ref|NR_025356.1| Thiocapsa litoralis 
04 Thiocapsa litoralis Bacteria; 
Thiocapsa. 
ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref |NR_025346.1 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025345.1] Chondromyces 

1983024 1984558 Chondromyces 
ccales; Sorangiineae; Polyangiaceae; 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyphomonadaceae; Hyphomonas. 
ref|NR_025325.1| Hyphomonas polymorpha 
24 Hyphomonas polymorpha Bacteria; 


Hyphomonas 
4 Hyphomonas 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

368600 Bacteria_16S 2025541 2025579 1 39 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

368600 Bacteria_16S 2030076 2030114 1 39 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

368600 Bacteria_16S 2062347 2062385 1 39 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
368600 Bacteria_16S 2068366 2068404 1 39 gi|219878145|ref|NR_025284.1| Thauera terpenica 


strain 58Eu 16S r 


ibosomal RNA, partial sequence 


2067059 2068542 Thauera terpenica Bacteria; 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


368600 Bacteria_16S 


strain 47Lol 16S 
Proteobacteria; B 


368600 Bacteria_16S 


strain IBS 506 16 


2069898 2069936 1 39 
ribosomal RNA, partial sequence 


gi 


219878144 
2068593 20700 


ref|NR_025283.1| Thauera linaloolentis 
74 Thauera linaloolentis Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
2076023 2076061 1 39 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

368600 Bacteria_16S 2085276 2085314 1 39 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

368600 Bacteria_16S 2127854 2127892 1 39 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 

368600 Bacteria_16S 2154905 2154943 1 39 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

368600 Bacteria_16S 2163970 2164008 1 39 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

368600 Bacteria_16S 2179235 2179273 1 39 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
368600 Bacteria_16S 2188348 2188386 1 39 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

368600 Bacteria_16S 2221617 2221655 1 39 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

368600 Bacteria_16S 2223027 2223065 1 39 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

368600 Bacteria_16S 2256671 2256709 1 39 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

368600 Bacteria_16S 2262845 2262883 1 39 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

368600 Bacteria_16S 2270591 2270629 1 39 gi|219857553|ref|NR_025141.1| Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

368600 Bacteria_16S 2296292 22963301 39 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

368600 Bacteria_16S 2297758 2297796 1 39 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

368600 Bacteria_16S 2302189 2302227 1 39 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

368600 Bacteria_16S 2314429 2314467 1 39 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

368600 Bacteria_16S 2353611 2353649 1 39 gi|219857492|ref|NR_025080.1| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
368600 Bacteria_16S 2356724 2356762 1 39 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

368600 Bacteria_16S 2396187 2396225 1 39 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

368600 Bacteria_16S 2416140 2416178 1 39 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

368600 Bacteria_16S 2499140 2499178 1 39 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 


strain 3CB-1 16S ribosomal RNA, partial sequence 


2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 


368600 Bacteria_16S 
strain MF63 16S r 
B 
368600 Bacteria_16S 


Proteobacteria; 


strain 2074-AUS-E 
Proteobacteria; 


strain LSv514 16S 
Proteobacteria; 


strain SCH-89 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
368600 Bacteria_16S 2538442 2538480 1 39 gi|219857352|ref|NR_024940.1 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 25385 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
368600 Bacteria_16S 2541177 2541215 1 39 gi|219857350|ref|NR_024938.1 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 25412 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
368600 Bacteria_16S 2542582 2542620 1 39 gi| 219857349 |ref|NR_024937.1 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 25426 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomona 
368600 Bacteria_16S 2545598 2545636 1 39 gi| 219857347 |ref|NR_024935.1 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 25457 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
368600 Bacteria_16S 2550195 2550233 1 39 gi|219857344|ref|NR_024932.1 


strain C-29 16S r 


368600 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2568591 2568629 1 39 gi|219857289|ref|NR_024920.1 
bosomal RNA, partial sequence 2567339 25687 


strain AN1 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
368600 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


368600 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


368600 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


368600 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


368600 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


368600 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


368600 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


368600 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


368600 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


368600 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


368600 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


G 
368600 Bacteria_16S 
beliardensis stra 
beliardensis Bact 
368600 Bacteria_16S 


D 
368600 Bacteria_16S 


2500677 2500715 1 39 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2502238 2502276 1 39 gi 
16S ribosomal RNA, partial sequence 


gi 


Oc 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
2503744 2503782 1 39 gi|219857380|ref|NR_024968.1 
in Montbeliard Al 16S ribosomal RNA, partial sequence 250240 
eria; Proteobacteria; Gammaproteobacteria; Legionellales; Legion 
2525001 2525039 1 39 gi|219857361|ref|NR_024949.1 
ribosomal RNA, partial sequence 2523668 25251 
eltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfo 
2537084 2537122 1 39 gi|219857353|ref|NR_024941.1 
ribosomal RNA, partial sequence 2535834 25371 


ibosomal RNA, partial sequence 


rh 
2639315 2639353 1 39 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


ue 
ea: 


2653070 2653108 1 39 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2654556 2654594 1 39 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2696281 2696319 1 39 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2718950 2718988 1 39 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


gi 


Rhod 
gi 


Oc 


Oc 


nc 
ie 


al 
ct 


2750257 2750295 1 39 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


eq 
ri 


2780531 2780569 1 39 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 
2781998 2782036 1 39 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 
2783464 2783502 1 39 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2860927 2860965 1 39 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2862489 2862527 1 39 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 


gi 


Thi 
gi 


ot 


Thi 
gi 


ot 


ot 


ar 
ob 


1 
a; 


219857382 
2499368 25008 
yclaceae 
219857381 
25009 


2548929 25503 


nce 
a; 


219857223 
2651733 26532 
yclaceae 
219857222 
2653267 26546 
yclaceae 
219857191 
26950 


e 
llales; 


219857176 
sequenc 
Bu 


eria; 


219857154 


uence 
a; 


219857130 
2779259 27806 
richacea 
219857129 
2780730 27821 
richacea 
219857128 
2782197 27836 
richacea 
219856884 
tial seq 


acteria; 


219856883 
sequence 
Burkhol 


368600 Bacteria_16S 


2922398 2922436 1 39 gi 


219856842 


ruminantium strain GA195 16S ribosomal RNA, partial sequence 


ruminantium Bacte 


ria; Firmicutes; Clostridia; Clostridial 


es; 


izobiace 
219857232 


Paste 


Burkh 


Eubacteriaceae; 


ref|NR_024970.1 


; Azoarcus. 
ref|NR_024969.1 
08 2502354 Legion 


ae; Nitrobacter. 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


ref |NR_024851.1 


; Az 
ref 


oarcus. 
NR_024850.1 
; Azoarcus. 
ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024804.1 
e 2717632 271910 
rkholderiales; 0 


ref |NR_024782.1 

2748935 275045 
olderiales; Coma 
ref |NR_024758.1 


hiothrix. 
NR_024757.1 


e; T 
ref 


hiothrix. 
NR_024756.1 


e; T 
ref 


hiothrix. 
NR_024703.1 
e 285967 
Rhizobiales; Br 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 


e; T 
ref 
uenc 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Desulfotalea arctica 


53 Desulfotalea arctica Bacteria; 


talea. 
Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
s. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
s. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Ss. 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Saccharibacter 

ribacter floricola 

; Saccharibacter. 
Herbaspirillum 

5 Herbaspirillum 

xalobacteraceae; 


Diaphorobacter 
5 Diaphorobacter 


monadaceae; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Pseudomonas 

1 2861120 Pseudomonas 
adyrhizobiaceae. 
Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 


ref|NR_024661.1 
2921059 292256 
Euba 


Eubacterium 
6 Eubacterium 
cterium. 


368600 Bacteria_ 
strain 087-AZ-H 1 
G 


Proteobacteria; 


368600 Bacteria_ 


strain LS-13 16S 
Proteobacteria; 
368600 Bacteria_ 
strain 441-1 16S 
Proteobacteria; 
368600 Bacteria_ 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


368600 Bacteria_ 


strain lacT 16S r 
D 


Proteobacteria; 
368600 Bacteria_ 


strain M1832/95/2 
Firmicu 


Bacteria; 
368600 Bacteria_ 


strain AX39 16S r 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

368600 Bacteria_16S 3061945 3061983 1 39 gi| 219846881 |ref|NR_026473.1| Thauera 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
368600 Bacteria_16S 3106882 3106920 1 39 gi|219846851|ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

368600 Bacteria_16S 3114368 3114406 1 39 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
strain DSM 12081 16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

368600 Bacteria_16S 3125000 3125038 1 39 gi| 219846839 |ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

368600 Bacteria_16S 3126489 3126527 1 39 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 3125234 3126653 Hyphomicrobium 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

368600 Bacteria_16S 3127958 3127996 1 39 gi| 219846837 |ref|NR_026429.1| Hyphomicrobium 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3126704 3128141 Hyphomicrobium 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
368600 Bacteria_16S 3129446 3129484 1 39 gi|219846836|ref|NR_026428.1| Hyphomicrobium 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

368600 Bacteria_16S 3147408 3147446 1 39 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

368600 Bacteria_16S 3168798 3168836 1 39 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
368600 Bacteria_16S 3173366 3173404 1 39 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 

368600 Bacteria_16S 3199378 3199416 1 39 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

368600 Bacteria_16S 3240217 3240255 1 39 gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

368600 Bacteria_16S 3243204 3243242 1 39 gi| 219846759 |ref|NR_026351.1| Desulfovibrio 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

368600 Bacteria_16S 3267247 3267285 1 39 gi| 219846743 |ref|NR_026335.1| Legionella drancourtii 
strain LLAP12 16S ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
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368600 Bacteria_16S 3276327 3276427 2 96 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

368600 Bacteria_16S 3279355 3279455 2 96 gi|219846735|ref|NR_026327.1| Acetobacterium 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

368600 Bacteria_16S 3308406 3308444 1 39 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

368600 Bacteria_16S 3309868 3309906 1 39 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

368600 Bacteria_16S 3315892 3315930 1 39 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

368600 Bacteria_16S 3318936 3318974 1 39 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

368600 Bacteria_16S 3389045 3389083 1 39 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

368600 Bacteria_16S 3413314 34133701 53 gi|219846636|ref|NR_026228.1| Actinomyces viscosus 
strain NCTC 10951 16S ribosomal RNA, partial sequence 3412006 3413422 Actinomyces viscosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
368600 Bacteria_16S 3479347 3479403 1 53 gi|219846590|ref|NR_026182.1| Actinomyces georgiae 
strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 3479443 Actinomyces georgiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
368600 Bacteria_16S 3489977 3490015 1 39 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

368600 Bacteria_16S 3523242 3523280 1 39 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

368600 Bacteria_16S 3557049 3557087 1 39 gi|219846538|ref|NR_026130.1| Zoogloea ramigera 
strain 106 16S ribosomal RNA, partial sequence 3555718 3557247 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

368600 Bacteria_16S 3576706 3576744 1 39 gi|219846525|ref|NR_026117.1| Legionella feeleii 
strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

368600 Bacteria_16S 3578155 3578193 1 39 gi|219846524|ref|NR_026116.1| Blastobacter 
capsulatus strain 216 16S ribosomal RNA, complete sequence 3576905 3578325 Blastobacter capsulatus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 

368600 Bacteria_16S 3604254 3604292 1 39 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 

368600 Bacteria_16S 3614824 3614858 1 35 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 

368600 Bacteria_16S 3657155 3657193 1 39 gi| 219846467 |ref|NR_026059.1| Rhizobium giardinii 
strain H152 16S ribosomal RNA, partial sequence 3655877 3657353 Rhizobium giardinii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
368600 Bacteria_16S 3693727 3693765 1 39 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 
368600 Bacteria_16S 3699702 3699740 1 39 gi|219846437|ref|NR_026028.1| Desulfomicrobium 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
368600 Bacteria_16S 3768269 3768307 1 39 gi|219846386|ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

368600 Bacteria_16S 3774266 3774304 1 39 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
368600 Bacteria_16S 3792383 3792421 1 39 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
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368600 Bacteria_16S 455166 455277 1 106 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

368600 Bacteria_16S 595240 595277 2 39 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

368600 Bacteria_16S 969291 969328 2 39 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

368600 Bacteria_16S 992403 992458 1 53 gi| 265678383 |ref|NR_028685.1| Citrobacter rodentium 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

368600 Bacteria_16S 1110553 1110586 2 35 gi|265678302|ref|NR_028604.1]| Collinsella 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 

368600 Bacteria_16S 1245248 1245355 1 102 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
metallireducens strain 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
metallireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
368600 Bacteria_16S 1279613 1279650 3 39 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
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1281261 12827 


1433051 14345 


219878381 


219846194 


219846193 


219846192 


219878412 
uence 


219878260 


es; 
219878130 
2088549 2089942 Nevsk 
vskia. 

219857563 
ce 22537 
iales Fa 


219857462 
nce 


e sequen 
occus. 


uence 


tinomyce 


uence 
tinomyce 


uence 
tinomyce 


les; Pep 


19040 
Chro: 


les; Clo 


mily 


49 Entomoplasma somnilux Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

1322186 1322297 1 106 gi| 228715346 |ref|NR_027518.1| Staphylococcus 
arnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
arnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1342021 1342128 1 102 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
irmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

1434377 1434492 1 110 gi|224581433|ref|NR_027215.1| Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


ref|NR_025520.1 
ce 1478573 148010 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


ref|NR_025784.1 
1555586 155703 
tales; Streptomy 


Kitasatospora 
1 Kitasatospora 
cineae; 


ref|NR_025783.1 
1557082 155852 
tales; Streptomy 


Kitasatospora 
5 Kitasatospora 
cineae; 


ref|NR_025782.1 
1558576 156000 
tales; Streptomy 


Kitasatospora 
4 Kitasatospora 
cineae; 


ref|NR_025551.1 

1692386 169391 
tococcaceae; Des 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref|NR_025269.1 
ia ramosa Bacter 


Desulfosporosinus 

7 Desulfosporosinus 
ulfosporosinus. 
Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Nevskia ramosa strain 
ia; Proteobacteria; 


ref|NR_025151.1 
47 2255269 Sporan 
XI. Incerta 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


ref|NR_025050.1 
2396386 239781 
stridiales Famil 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


2531039 2531076 2 39 gi 


219857357 


ref|NR_024945.1| Clostridium gasigenes 


strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


Clostridium. 


368600 Bacteria_16S 
meridiei strain S10 16S ribosomal RNA, partial sequence 
Firmicutes; 
368600 Bacteria_16S 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial s 
oxidotolerans Bacteria; 
368600 Bacteria_16S 
haemolyticum stra 
haemolyticum Bact 
368600 Bacteria_16S 
cateniformis stra 
cateniformis Bact 


Bacteria; 


Coprobacillus. 


368600 Bacteria_16S 


cineracea strain 


cineracea Bacteri 
Streptomycetaceae 
368600 Bacteria_16S 


vitulinus strain 


vitulinus Bacteri 
368600 Bacteria_16S 
lugdunensis strai 
lugdunensis Bacte 
368600 Bacteria_16S 
polyendosporus st 


polyendosporus Ba 


368600 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


368600 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


histidinovorans s 
histidinovorans B 


368600 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


368600 Bacteria_16S 
JW265 16S ribosomal RNA, partial sequ 
Syntro 


lipolytica strain 
Bacteria; Firmicu 


368600 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


368600 Bacteria_16S 
M 9236 16S ribosomal RNA, partial sequ 
Clostridiales; Veillo 


ruminis strain DS 
Bacteria; Firmicu 


368600 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


368600 Bacteria_16S 
train DSM 5847 16S ribosomal RNA, part 
Clost 


homopropionicum s 
homopropionicum B 


368600 Bacteria_16S 
train BVP 16S ribosomal RNA, partial s 
Clost 


thermopalmarium s 
thermopalmarium B 


368600 Bacteria_16S 
train BVP 16S ribosomal RNA, partial s 
Clost 


thermopalmarium s 
thermopalmarium B 


368600 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


368600 Bacteria_16S 
n IFO 14789 16S ribosomal RNA, partial 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


2548718 2548825 1 102 


gi 
Clostridia; Clostridiales; 
2707014 2707121 1 102 gi 

Firmicutes; Bacillales; 
2793951 2793988 2 39 gi 
eria; Firmicutes; Clostridia; 


2818116 2818215 1 94 gi 


2843864 2843901 2 
SK-3255 16S ribosomal RNA, 


39 gi 


; Kitasatospora. 


2908539 2908650 1 106 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; 


2911629 29117441 110 


gi 
ria; Firmicutes; Bacillales; 


3029885 3029922 2 39 


gi 
cteria; Firmicutes; Clostridia; 
3035989 3036026 2 39 
bosomal RNA, partial sequence 

ridia; Clostridiales; 
3052744 3052781 1 
S ribosomal RNA, 


gi 
30 
Clostridiaceae; 

38 gi 
complete sequence 30 


3088911 3088944 2 35 


gi 
acteria; Firmicutes; Clostridia; 
3142939 3143038 1 94 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3230953 3230986 2 


gi 
3.1 

Incertae 
35 gi 
ridia; Clostridiales; 


3235568 3235675 1 102 


gi 
tes; Clostridia; Clostridiales; 
3274818 3274851 2 35 gi 
ridia; Clostridiales; 
3445688 3445795 1 


Eubacteriaceae; 
102 gi 
tes; Clostridia; 


3529316 3529353 2 39 


gi 
ridia; Clostridiales; 
3530811 3530848 2 


Clostridiaceae; 
39 gi 


acteria; Firmicutes; Clostridia; 


3584184 3584221 2 39 gi 


acteria; Firmicutes; Clostridia; 


3584264 3584293 76 105 gi 


acteria; Firmicutes; Clostridia; 


3641965 3642002 2 39 gi 


; Kitasatospora. 


3643497 3643534 2 39 


gi 


ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


’ 


368600 Bacteria_16S 


strain OS-3256 16 
Actinobacteria; A 


3645029 3645066 2 39 
S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


Peptoc 


Bacilla 


in ATCC9650 16S ribosomal RNA, partial 
Clostrid 


in JCM 10604 16S ribosomal RNA, partia 


eria; Firmicutes; Erysipelotrichi; Ery 


complete se 
a; Actinobacteria; Actinobacteridae; Act 


Staphylococ 


n ATCC 43809 16S ribosomal RNA, partia 
Staphyloc 


rain PS-1 16S ribosomal RNA, partial s 
Clostr 


eltaproteobacteria; Desulfuromonadales 
368600 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partia 
Clost 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fa 


6S ribosomal RNA, partial sequence 3273522 32749 


6S ribosomal RNA, partial sequence 3528019 35294 


ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


219857345 
25473 
occaceae; 
219857184 
equence 
le 
219857121 
sequence 
iales; 
219856912 
1 
si 


219856895 
quence 


219856851 
sequence 
cus. 
219856849 
1 
occus. 
219846904 
equence 
idiales; C 
219846899 
34695 30361 
Clostridiu 
219846887 
51418 30529 
; Pelobact 
219846863 
1 sequence 
ridiales; 
219846827 
41609 31431 
Sedis; 
219846767 


mily XI. I 
219846764 
ence 32342 
phomonadac 
219846738 


Eubacteriu 
219846613 
ence 34443 
nellaceae; 
219846557 


Clostridiu 
219846556 
ial sequen 
ridiales; 
219846520 
equence 
ridiales; 
219846520 
equence 
ridiales; 
219846478 
quence 

e; Actinom 


219846477 
sequence 
Actinomyc 


s Family 


Clo 


sequence 
pelotric 


inomycet 


sequence 


Gemella. 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref |NR_024733.1 

2816799 281828 
hales; Erysipelo 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 

Clostridium 
8 Clostridium 
stridium. 

Coprobacillus 
3 Coprobacillus 
trichaceae; 


ref|NR_024714.1 
2842551 284406 
ales; Streptomyc 


Kitasatospora 
5 Kitasatospora 
ineae; 


v 


ref |NR_024670.1 
2907194 290869 


Staphylococcus 
0 Staphylococcus 


ref|NR_024668.1 
2910285 291177 


Staphylococcus 
6 Staphylococcus 


NR_026496.1| Anaerobacter 
38 Anaerobacter 
ridiaceae; Anaerobacter. 
NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 
m. 
ref|NR_026479.1| Malonomonas rubra 
42 Malonomonas rubra Bacteria; 
eraceae; Malonomonas. 
ref|NR_026455.1| Natronincola 
3087607 3089090 Natronincola 
Clostridiaceae; Natronincola. 
ref|NR_026419.1| Gemella sanguinis 
18 Gemella sanguinis Bacteria; 


ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntropha. 

ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 

m. 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticum. 

ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 

m. 
ref |NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Thermosyntropha 
syntropha lipolytica 


Succiniclasticum 
iclasticum ruminis 


Clostridium 

6 Clostridium 
Clostridium. 
Clostridium 

5 Clostridium 
Clostridium. 
Clostridium 

5 Clostridium 
Clostridium. 
Kitasatospora 
0 Kitasatospora 
omycineae; 


Clostridiaceae; 
ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref |NR_026070.1 

3640656 364213 
ycetales; Strept 


ref|NR_026069.1| Kitasatospora 
3642181 3643662 Kitasatospora 
etales; Streptomycineae; 


219846476 


ref|NR_026068.1| Kitasatospora azatica 


3643713 3645193 Kitasatospora azatica Bacteria; 
Streptomycineae; 


Streptomycetaceae; Kitasatospora. 


368600 Bacteria_16S 3666480 3666587 1 102 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 

368600 Bacteria_16S 3686144 3686251 1 102 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
368600 Bacteria_16S 3711734 3711771 2 39 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 3720704 3720741 2 39 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 3872783 3872882 1 94 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

368600 Bacteria_16S 3874370 3874469 1 94 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

368600 Bacteria_16S 154496 154532 3 39 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


strain V 5-2 16S 
Firmicutes; 
368600 Bacteria_ 


strain R 16089 16 
Bacil 


Firmicutes; 
368600 Bacteria_ 


strain 3wWC2 16S r 
Clost 


Firmicutes; 
368600 Bacteria_ 


stercorihominis D 
stercorihominis D 


368600 Bacteria_ 
cellulosolvens 6 
Bacteria; 
368600 Bacteria_ 


terrae strain IFO 
Bacteria; Actinob 


Actinokineospora. 
368600 Bacteria_ 


strain JCM 6484 1 
Clost 


Firmicutes; 
368600 Bacteria_ 


strain JCM 9989 1 
Clost 


Firmicutes; 
368600 Bacteria_ 


Clost 


Firmicu 


ribosomal RNA, partial sequence 
ridia; Clostridiales; 
16S 453567 453677 1 
S ribosomal RNA, 
lales; Macrococcus. 

16S 590651 590687 3 39 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 1183257 1183363 2 102 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
16S 1303769 1303809 1 41 gi 


Clostridiaceae; 
105 gi 


gi 


tes; Clostridia; Clostridiales; Eubact 
16S 2760845 2760900 1 53 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
16S 


2888760 2888796 3 39 


gi 


ridia; 
16S 


Clostridiales; 
2890285 2890321 3 


Eubacteriaceae; 
39 gi 

ridia; 

16S 


Clostridiales; 
3280874 3280980 2 


Eubacteriaceae; 
102 gi 


153188 15467 


Oxobacter. 
265678752 


complete sequence 452220 45376 


265678659 


589361 59079 
Clostridiu 


228717350 
quence 

dia; 
219846514 


16S ribosomal RNA, partial sequence 1302478 13039 


eriaceae; 

219857146 
en 
ales; 


219856864 


6S ribosomal RNA, partial sequence 2887459 28889 
bacteriu 


Eu 
219856863 


6S ribosomal RNA, partial sequence 2888980 28904 
bacteriu 


Eu 
219846734 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 32810 


Firmicutes; 
368600 Bacteria_ 


strain ATCC 27255 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


368600 Bacteria_16S 
flavescens strain 
Bacteria; Actinob 


Microbacterium. 


368600 Bacteria_16S 
strain M069 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 


strain HKI0088 16 


asaccharolytica s 


asaccharolytica B 
Pseudonocardiacea 
368600 Bacteria_16S 


strain IMMIB D-13 


Bacteria; Actinob 


Tsukamurella. 


368600 Bacteria_16S 


Clostridia; 


Clostridiales; 
3833445 3833482 2 


Eubacteriaceae; 
16S 39 gi 
Clostridiales; Ruminococcaceae; 
33209 33248 1 39 gi 
401 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


46605 46644 1 39 
ibosomal RNA, partial sequence 


gi 


66459 66498 1 39 
S ribosomal RNA, partial sequence 


gi 


72480 72519 1 39 gi 
ain 592 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Pseudonocardia. 


45374 


65168 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 
sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 
368600 Bacteria_16S 


Ac 
219846340 

38321 
Ruminococ 
265679042 
ce 31915 
ales; 


265679033 
46777 


265679020 
66643 


265679016 
uence 


74044 74083 1 39 gi| 265679015 
train 580 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actin 
e; Pseudonocardia. 

104257 104296 1 39 gi| 265678994 
21 16S ribosomal RNA, partial sequence 10297 
acteria; Actinobacteridae; Actinomycetales; Cory 

108777 108816 1 39 gi| 265678990 


conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 


Clost 


ce 27595 
Pseu 


etobacte 


Micr 


nebacterin 


ococcineae 


e; Actinomycet 


7 Oxobacter pfennigii Bacteria; 


ref|NR_029057.1| Macrococcus lamae 
8 Macrococcus lamae Bacteria; 


ref|NR_028964.1| Clostridium colicanis 
5 Clostridium colicanis Bacteria; 

m. 
ref Anaerofustis 

4 Anaerofustis 
ridiales; Eubacteriaceae; Anaerofustis. 
ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_024774.1| Actinokineospora 
56 2761026 Actinokineospora terrae 
donocardineae; Actinosynnemataceae; 


NR_027562.1 
181973 118343 


R 


ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 
m. 
ref|NR_024682.1| Eubacterium budayi 
51 Eubacterium budayi Bacteria; 
m. 
ref|NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
rium. 


ref |NR_025930.1| Ruminococcus bromii 
73 3833552 Ruminococcus bromii Bacteria; 
cus. 
ref |NR_029350.1| Microbacterium 

33385 Microbacterium flavescens 
ococcineae; Microbacteriaceae; 
ref|NR_029341.1| Mycobacterium goodii 

Mycobacterium goodii Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref |NR_029328.1| Bogoriella caseolytica 

Bogoriella caseolytica Bacteria; 
; Bogoriellaceae; Bogoriella. 
ref|NR_029324.1| Pseudonocardia 

71176 72680  #Pseudonocardia 

ales; Pseudonocardineae; 

ref |NR_029323.1| Pseudonocardia 

72731 74244 Pseudonocardia 
omycetales; Pseudonocardineae; 
ref|NR_029302.1| Tsukamurella pulmonis 


6 104435 Tsuka 
nebacterineae; 


murella pulmonis 
Tsukamurellaceae; 


ref |NR_029298.1| Mycobacterium 
107522 108917 Mycobacterium 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


368600 Bacteria_1 
G33 16S ribosomal 


Actinobacteridae; 


368600 Bacteria_1 
vanbaalenii strai 
vanbaalenii Bacte 


Mycobacteriaceae; 


368600 Bacteria_1 
ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 
368600 Bacteria_1 


cellulans strain 


cellulans Bacteri 
Promicromonospora 
368600 Bacteria_1 


strain 136 16S ri 


Mycobacterium. 
6S 110269 110308 1 39 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
6S 116525 116564 1 39 gi|265678985|ref|NR_029293.1| Mycobacterium 
n PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
6S LLB079- 218118: 1 39 gi|265678984|ref|NR_029292.1| Corynebacterium 
CTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
6S 119600 119639 1 39 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Cellulosimicrobium. 
6S 121101 121140 1 39 gi|265678982|ref|NR_029290.1| Cellulomonas uda 
bosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
127240 127279 1 39 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 


368600 Bacteria_16S 


strain Prevot 247 


7B 16S ribosomal RNA, partial sequence 


12591 


8 127358 Actino 


myces meyeri Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
368600 Bacteria_16S 133288 133327 1 39 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

368600 Bacteria_16S 134860 134899 1 39 gi| 265678973 |ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

368600 Bacteria_16S 137806 137845 1 39 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

368600 Bacteria_16S 139365 139404 1 39 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
368600 Bacteria_16S 140894 140933 1 39 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
368600 Bacteria_16S 145412 145451 1 39 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

368600 Bacteria_16S 159160 159199 1 39 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

368600 Bacteria_16S 160679 160718 1 39 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

368600 Bacteria_16S 163617 163656 1 39 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

368600 Bacteria_16S 181880 181985 3 102 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 188183 188214 78 109 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 217352 217387 1 36 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

368600 Bacteria_16S 221957 221996 1 39 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

368600 Bacteria_16S 226438 226477 1 39 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
368600 Bacteria_16S 227945 227984 1 39 gi|265678911|ref|NR_029219.1| Mycobacterium 


aichiense strain 49005 16S ribosomal RNA, partial sequence 


226632 228087 Mycobacterium aichiense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
368600 Bacteria_ 
strain 47001 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_ 


strain 358 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_ 


coprophilus strai 
coprophilus Bacte 


Rhodococcus. 
368600 Bacteria_ 
strain MCRL 0044 


368600 Bacteria_ 
subsp. 


cremea subsp. 


368600 Bacteria_ 


strain ATCC 23392 
Tenericutes; Moll 
368600 Bacteria_1 
YU 636-3 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Actinomycet 


japonicum strain 


japonicum Bacteri 


Cryptosporangium. 


368600 Bacteria_1 


strain DSB MGU 15 


strain YIM 70081 


Nesterenkonia. 


368600 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


368600 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


368600 Bacteria_16S 


strain A288 16S r 


rifamycini 
rif 
Streptosporangine 


16S 229451 229490 1 39 
ribosomal RNA, partial sequence 


16S 230959 230998 1 39 


bosomal RNA, partial sequence 


16S 246478 246517 1 39 


16S 265983 266022 1 39 


16S 268983 269022 1 39 


16S 279615 279654 1 39 


6S 343681 343720 1 39 


6S 349708 349747 1 39 


6S 359973 360012 1 39 


6S 361519 361558 1 39 


378014 378053 1 
complete sequence 


39 


390223 390262 1 39 


ceae; Myceligenerans. 
397892 397931 1 
in XIL11 16S ribosomal RNA, 


39 


; Cellulomonas. 


399414 399453 1 39 


ardia. 
402555 402594 1 
train IMET 11532, 


39 


; Agromyces. 


405628 405667 1 39 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


368600 Bacteria_16S 


strain XILO8 16S 


407188 407227 1 39 
ribosomal RNA, complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Xylanibacterium. 


368600 Bacteria_16S 
KM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 


368600 Bacteria_16S 


strain YIM 70085 


421106 421145 1 39 


, 


422645 422684 1 39 


427352 427391 1 39 


gi 
22 


Cory 


gi 
22 


Cory 


gi 


n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


gi 


strain INA 1349 16S ribosomal RNA, pa 
amycini Bacteria; Actinobacteria; Acti 
ae; Thermomonosporaceae; Actinomadura. 


gi 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


gi 


-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_1 


gi 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_1 
sandarakina strai 
sandarakina Bacte 


gi 


n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


complete s 
eria; Actinobacteria; Actinobacteridae 


gi 


gi 


16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 


gi 


404351 40583 
Stre 


gi 


405881 40739 
Micr 


gi 


gi 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 


gi 


265678910 
8138 22959 


265678909 
9646 23110 
nebacterin 
265678898 
equence 

Actinomyc 


265678883 


donocardin 
265678881 
rtial sequ 


265678874 
27832 


265678829 
quence 


265678825 
34841 

ococcineae 

265678815 


ococcineae 

265678814 
sequence 
Actinomyc 


265678803 


376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Micr 
368600 Bacteria_16S 
xiligouense strai 
xiligouense Bacte 
Promicromonospora 
368600 Bacteria_16S 
xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 
368600 Bacteria_16S 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 


obacteriac 

265678795 
sequence 
Actinomyc 


265678790 
equence 
Actinomy 


v 


265678789 
tial seque 
idae; Acti 
265678787 


artial seq 
obacterida 


265678785 
ptosporang 
265678784 
ococcineae 
265678774 
sequence 
tinomyceta 


265678773 


ococcineae 


nebacterin 


nobacterid 


ref |NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
eae; Mycobacteri 
ref |NR_029206.1 

245166 246646 
etales; Coryneba 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 

Rhodococcus 

Rhodococcus 
cterineae; Nocardiaceae; 


ref|NR_029189.1| Kutzneria viridogrisea 
4 Kutzneria viridogrisea Bacteria; 

eae; Pseudonocardiaceae; Kutzneria. 
ref|NR_029187.1| Actinomadura cremea 
ence 267723 269132 Actinomadura 
ae; Actinomycetales; 


ref|NR_029180.1 
1 279763 Mycopl 


Mycoplasma gateae 
asma gateae Bacteria; 


Cryptosporangium 
Cryptosporangium 
; Cryptosporangiaceae; 


ref |NR_029134.1 

342395 343854 
ales; Frankineae 
ref|NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref|NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029119.1 

360205 361665 
etales; Micrococ 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Nesterenkonia lutea 
lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 
cineae; Micrococcaceae; 


v 


ref|NR_029108.1 
ulmi Bacter 
eae; Agromyces. 
ref|NR_029100.1 

388894 390431 


etales; Micrococ 


Agromyces ulmi strain 
ia; Actinobacteria; 


Myceligenerans 
Myceligenerans 
cineae; 


ref|NR_029095.1 
396579 398094 
cetales; Microco 


Cellulomonas 
Cellulomonas 
ccineae; 


ref|NR_029094.1 
nce 398145 
nomycetales; Cor 


Nocardia 
399618 Nocardia 
ynebacterineae; 


ref |NR_029092.1 
uence 401266 
e; Actinomycetal 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


ref|NR_029090.1 
0 Actinomadura 
ineae; Thermomo 


Actinomadura meyerae 
meyerae Bacteria; 
nosporaceae; 


ref|NR_029089.1| Xylanibacterium 
3 Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


ulmi 


’ 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


ref 
4 
les; 


NR_029079.1 
19777 421277 
Micrococcin 


ref|NR_029078.1| Yaniella halotolerans 
0 Yaniella halotolerans Bacteria; 
; Yaniellaceae; Yaniella. 


265678770 


xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 


ref|NR_029075.1| Nesterenkonia 
426041 427535 Nesterenkonia 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 


368600 Bacteria_16S 


halotolerans strain YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae 


Corynebacteriaceae; 
368600 Bacteria_16S 


halotolerans strain YIM70084 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 
368600 Bacteria_16S 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, pa 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 


Pseudonocardiaceae; 
368600 Bacteria_16S 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequenc 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Actinosynnemataceae; 
368600 Bacteria_16S 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
368600 Bacteria_16S 
strain YIM 31530 


368600 Bacteria_16S 
J18 16S ribosomal 
Actinobacteridae; 
368600 Bacteria_16S 


strain A10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
368600 Bacteria_16S 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
368600 Bacteria_16S 
boenickei strain 


Mycobacterium. 
368600 Bacteria_16S 
strain QH3A7 16S 


368600 Bacteria_16S 


kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
368600 Bacteria_16S 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, 


428896 428935 1 


Corynebacterium. 
430439 430478 1 


438232 438271 1 


Amycolatopsis. 
450468 450507 1 


Saccharothrix. 
461157 461196 1 


Amycolatopsis. 
462685 462724 1 


467220 467259 1 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micrococcaceae; 


470197 470236 1 


479384 479423 1 


480933 480972 1 


490249 490288 1 


494902 494941 1 


496407 496446 1 


Micrococcaceae; Arthrobacter. 


368600 Bacteria_16S 
antarctica strain 


507209 507248 1 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


39 gi 


39 gi 
39 gi 
39 gi 
39 


gi 


39 gi 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


39 gi|265678740|ref|NR_029045.1 
465880 46 

Rothia. 

39 gi| 265678738 |ref|NR_029043.1 

468944 470395 Actinomadura 

Streptosporangineae; Thermomon 

39 gi| 265678732 |ref|NR_029037.1 

478074 479572 

Actinomycetales; Coryneba 

39 gi|265678731|ref|NR_029036.1 


W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


39 gi 


39 gi 


39 


gi 


39 gi 


DVS 5al 16S ribosomal RNA, partial sequence 


antarctica Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
368600 Bacteria_16S 


caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


caspium Bacteria; 
Corynebacteriaceae; 
368600 Bacteria_16S 


benzenivorans strain B5 16S ribosomal RNA, partial sequence 52260 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 
368600 Bacteria_16S 


strain FI-0169 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


Mycobacterium avium 
368600 Bacteria_16S 


IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


368600 Bacteria_16S 


aquilae strain S-613 16S ribosomal RNA, partial sequence 


Pseudonocardia. 
510242 510281 1 


Corynebacterium. 
523914 523953 1 


531526 531565 1 


complex (MAC). 
545216 545255 1 


552959 552998 1 


39 gi 


39 gi 


39 gi 


39 gi 


39 gi 


488917 49045 


530243 53169 


543951 54542 


265678769 
sequence 


265678768 
sequence 


265678763 


265678755 


265678744 


265678743 


47962 
Cory 


265678725 


265678722 
Actinomy 


265678721 


265678714 
Actinomyce 


265678712 


265678703 


Pseu 


265678698 


265678689 


; Actinomycetales; 


Actinomycetales; 


rtial sequence 


e; Actinomycetales; 


e; Actinomycetales; 


Actinomycetales; 


ref |NR_029074.1 
427586 429077 


ref |NR_029073.1 
429128 430610 


ref|NR_029068.1 


436922 


ref|NR_029060.1 
e 449186 450615 


ref|NR_029049.1 
459859 461323 


ref|NR_029048.1 


3 481120 Mycoba 


ref |NR_029030.1 


ref |NR_029027.1 
493586 495067 
cetales; Microco 


ref |NR_029026.1 
495118 496571 
Microc 


ref|NR_029019.1 
505922 507359 
tales; Pseudonoc 


ref|NR_029017.1 
508981 510331 
es; Corynebacter 


ref|NR_029008.1 
2 524095 Pseudo 
donocardineae; P 


ref|NR_029003.1 
4 Mycobacterium 
eae; Mycobacteri 
ref |NR_028994.1 


eae; Nocardiacea 


265678684 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Nesterenkonia 
Nesterenkonia 


Micrococcineae; Micrococcaceae; 


Amycolatopsis 
438427 Amycolatopsis 


Pseudonocardineae; 


Saccharothrix 
Saccharothrix 


Pseudonocardineae; 


Amycolatopsis 
Amycolatopsis 


Pseudonocardineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
Nocardioidaceae; 


Kribbella. 
Rothia amarae strain 


7346 Rothia amarae Bacteria; Actinobacteria; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 


nebacterineae; Mycobacteriaceae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 
; Jonesiaceae; Jonesia. 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 


aceae; Mycobacterium; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 


ref|NR_028989.1 


Corynebacterium 


551703 553077 Corynebacterium aquilae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
368600 Bacteria_16S 


565187 565226 1 


39 


strain LV3 16S ribosomal RNA, partial sequence 


368600 Bacteria_16S 
strain R9242 16S 


368600 Bacteria_16S 


569701 569740 1 


580096 580135 1 


39 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


39 


gi 


563902 56532 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


568394 569881 Actinobaculum 
nomycineae; 


gi 


glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 


glaucum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


368600 Bacteria_16S 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
368600 Bacteria_16S 
strain CCUG 42773 


368600 Bacteria_16S 
appendicis strain 


581639 581678 1 


596742 596781 1 


608762 608801 1 


39 


39 


39 


Actinobacteria; Actinobacteridae; Act 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 


IMMIB R-3491 16S ribosomal RNA, parti 


appendicis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


368600 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
368600 Bacteria_16S 
aerolatum strain 


Microbacterium. 
368600 Bacteria_16S 


618115 618154 1 


619595 619634 1 


625522 625561 1 


39 


39 


39 


strain E846 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


368600 Bacteria_16S 


strain Muenster 2000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_16S 


631663 631702 1 


637757 637796 1 


39 


39 


gi 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


V-73 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
62 
gi 


gi 


265678676 


265678673 


265678666 
sequence 


265678665 
sequence 


265678655 


265678646 


265678640 


265678639 


265678635 
4219 62572 


265678630 
63034 


265678626 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


368600 Bacteria_16S 
strain CMS90 16S 


368600 Bacteria_16S 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocur 
Actinomycetales; Micrococcineae; Micr 


Actinobacteridae; 
368600 Bacteria_16S 


647094 647133 1 


648626 648665 1 


669524 669563 1 


39 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


39 


39 


gi 
64 
gi 


gi 


265678620 
5783 64725 


265678619 


265678603 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequenc 


pluranimalium Bacteria; Actinobacteria; Actinobacterida 
Arcanobacterium. 


Actinomycetaceae; 
368600 Bacteria_16S 


675612 675651 1 


39 


strain W16 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


368600 Bacteria_16S 


693864 693899 1 


35 


strain IS1B 16S ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomyceta 


368600 Bacteria_16S 
lacustris strain 


Friedmanniella. 
368600 Bacteria_16S 


705681 705720 1 


708506 708545 1 


39 


39 


strain 216 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Luteococcus. 
368600 Bacteria_16S 


713109 713148 1 


39 


strain gM-1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_16S 


756577 756616 1 


39 


VKM Ac-1800 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_16S 


773377 773408 1 


32 


gi 
67 


gi 


265678599 
4316 67581 


265678587 


692571 69404 


gi 


gi 


265678579 


EL-17a 16S ribosomal RNA, partial sequence 70441 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Prop 


265678577 


707255 70861 
Propionibacter 


gi 
71 


265678574 
1792 71330 


Corynebacterin 


gi 


265678542 


755262 75674 
Micrococcineae 


gi 


ococcineae; 


inomycetales; 


al sequence 607486 608955 
Actinomycetales; 


61679 


61837 


nebacterineae; 


Micrococcineae; 


ococcineae 


ococcineae 


ococcaceae 


e; Actinomycetales; 


ref|NR_028981.1 


ref |NR_028978.1 


ref |NR_028971.1 


ref |NR_028970.1 


ref |NR_028960.1 


ref |NR_028951.1 


ref |NR_028945.1 


ref|NR_028944.1 


ref |NR_028940.1 
5 Mycobacterium 


ref |NR_028935.1 


ref|NR_028931.1 


ref|NR_028925.1 
9 Arthrobacter 


ref |NR_028924.1 
; Kocuria. 
ref|NR_028908.1 
e 668320 669706 
Actino: 


ref |NR_028904.1 
0 Dermatophilus 
; Dermatophilace 
ref |NR_028892.1 


ceae; 
ref |NR_028884.1 


ionibacterineae; 
ref |NR_028882.1 
ineae; Propionib 
ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 


ref|NR_028846.1 


; Microbacteriac 


265678531 


suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 


Actinomycetaceae; 
578821 580286 


Corynebacterineae; 


580337 581817 
Actinomycetales; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 
Microbacteriaceae; 


Rhodoglobus. 
Actinobaculum urinale 
urinale Bacteria; 
Actinobaculum. 
Corynebacterium 
Corynebacterium 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Actinomyces funkei 


595455 596820 Actinomyces funkei Bacteria; 


nomycineae; Actinomycetaceae; Actinomyces. 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Mycobacterium 


5 618320 Mycobacterium holsaticum 
Corynebacterineae; Mycobacteriaceae; 


Microbacterium 


1 619715 Microbacterium aerolatum 
Micrococcineae; Microbacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Kytococcus schroeteri 


9 631823 Kytococcus schroeteri 
Dermacoccaceae; 


Kytococcus. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
; Intrasporangiaceae; 


Knoellia. 
Arthrobacter roseus 


roseus Bacteria; 
; Micrococcaceae; 


Arthrobacter. 
Kocuria polaris strain 


ia polaris Bacteria; Actinobacteria; 


Arcanobacterium 
Arcanobacterium 
mycineae; 


Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
Isosphaera. 


Friedmanniella 


6 705838 Friedmanniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Mycobacterium caprae 
caprae Bacteria; 

aceae; Mycobacterium. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 


ref|NR_028835.1 
772034 773579 


Atopostipes 
Atopostipes 


368600 Bacteria_16S 774913 774952 1 39 gi 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
368600 Bacteria_16S 778039 778078 1 39 gi 
paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteri 
Gordoniaceae; Gordonia. 

368600 Bacteria_16S 782671 782710 1 39 gi 
cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteri 
Promicromonosporaceae; Xylanimonas. 

368600 Bacteria_16S 790285 790324 1 39 
strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 811782 811821 1 39 gi 


gi 


montefiorense str 


265678530 


789013 79048 
nebacterin 


265678505 


ref|NR_028834.1 


Gordoniacea 
NR_028808.1 
810468 


eae; 
ref 
ence 


montefiorense Bac 
Mycobacteriaceae; 


368600 Bacteria_16S 
jannaschii strain 
Proteob 
368600 Bacteria_16S 
zijingensis strai 
Bacteria; Actinob 


Bacteria; 


Pseudonocardia. 


368600 Bacteria_16S 
strain S1 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 
radiotolerans str 


radiotolerans Bac 
Kineosporiaceae; 


368600 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


368600 Bacteria_16S 


strain K24 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
368600 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


368600 Bacteria_16S 


strain AS4.0578 1 


strain NRRL B-161 


ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

813368 813407 1 39 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
816391 816430 1 39 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


837724 837763 1 
osomal RNA, partial sequence 


39 gi 


852718 852757 1 39 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 

855732 855771 1 39 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

861930 861969 1 39 
bosomal RNA, partial sequence 


gi 
875482 875521 1 39 gi 
CY-7113 16S ribosomal RNA, partial seq 


Streptosporangium. 
878428 878467 1 


eae; 


39 gi 


881435 881474 1 39 gi 
37 16S ribosomal RNA, partial sequence 


rtial sequ 


265678504 

nce 

ales; 
265678502 


ales; 


265678488 


836449 83791 


a; Actinobacteria; Actinobacteridae; Actinomycet 


6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
368600 Bacteria_16S 


265678458 
88012 


e; Actinomycet 


81203 
Ecto 


ence 81510 
Pseu 


donocardin 


ales; Coryne 
ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 


ref |NR_028791.1 


eae; Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 


Prauserella alba 


2 Prauserella alba Bacteria; 


donocardineae; Pseudonocardiaceae; Prauserella. 
265678528 |ref|NR_028832.1| Gordonia 
sequence 776745 778221 Gordonia 
dae; Actinomycetales; Corynebacterineae; 
265678524|ref|NR_028828.1| Xylanimonas 
sequence 781358 782875 Xylanimonas 
dae; Actinomycetales; Micrococcineae; 
265678519|ref|NR_028823.1| Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


nebacterineae; Nocardiaceae; Nocardia. 

265678478 |ref|NR_028781.1| Kineococcus 

1 sequence 851409 852783 Kineococcus 

e; Actinomycetales; Kineosporiineae; 

265678475|ref|NR_028778.1| Propionibacterium 

equence 854408 855931 Propionibacterium 

dae; Actinomycetales; Propionibacterineae; 

265678471|ref|NR_028774.1]| Amycolatopsis sacchari 
860647 862130 Amycolatopsis sacchari Bacteria; 

donocardineae; Pseudonocardiaceae; Amycolatopsis. 

265678462|ref|NR_028765.1| Streptosporangium 

uence 874217 875635 Streptosporangium 

ales; Streptosporangineae; 
265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Actinomadura 
Actinomadura 
tosporangineae; 


Leifsonia poae strain 


eae; Leifsonia. 
Lechevalieria 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Lentzea. 

368600 Bacteria_16S 882937 882976 1 39 gi| 265678456 |ref|NR_028758.1 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catell 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Catellatospora. 

368600 Bacteria_16S 886022 886061 1 39 gi|265678454|ref|NR_028756.1 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathay 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Rathayibacter. 

368600 Bacteria_16S 887558 887597 1 39 gi| 265678453 |ref|NR_028755.1 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
368600 Bacteria_16S 890584 890623 1 39 gi|265678451|ref|NR_028753.1 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Thermomonosporaceae; Actinomadura. 

368600 Bacteria_16S 912118 912157 1 39 gi| 265678437 |ref|NR_028739.1 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
368600 Bacteria_16S 913638 913677 1 39 gi|265678436|ref|NR_028738.1 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 


913840 Lechevalieria 


aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Lechevalieria. 


368600 Bacteria_ 
pretiosum subsp. 


16S 915196 915235 1 39 gi 
pretiosum strain C-15003 16S ribosomal 


265678435 
RNA, part 


ref 
ial 


NR_028737.1 
sequence 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 

368600 Bacteria_16S 918348 918387 1 39 gi| 265678433 |ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

368600 Bacteria_16S 919913 919952 1 39 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

368600 Bacteria_16S 964699 964738 1 39 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
strain Y9 16S ribosomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

368600 Bacteria_16S 1006162 1006216 1 53 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

368600 Bacteria_16S 1031939 1031978 1 39 gi| 265678357 |ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

368600 Bacteria_16S 1039627 1039666 1 39 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

368600 Bacteria_16S 1041136 1041175 1 39 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

368600 Bacteria_16S 1042674 1042713 1 39 gi|265678350|ref|NR_028652.1| Nocardia araoensis 


strain IFM 0575 1 


strain IFM 10084 


1044234 1044273 1 39 gi 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 


nebacterin 
265678349 
16S ribosomal RNA, partial sequence 1042934 10444 


83 Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028651.1| Nocardia higoensis 
30 Nocardia higoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

368600 Bacteria_16S 1045790 1045829 1 39 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

368600 Bacteria_16S 1048859 1048898 1 39 gi|265678346|ref|NR_028648.1| Micromonospora eburnea 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 1049049 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

368600 Bacteria_16S 1053366 1053405 1 39 gi|265678342|ref|NR_028644.1| Nocardia asiatica 


strain IFM 0245 1 


roseoviolacea Bac 
Streptosporangiac 


368600 Bacteria_16S 
strain 14 16S rib 
Actinobacteria; Actinoba 
368600 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


368600 Bacteria_16S 


strain DF-32 16S 


Actinobacteria; Actinoba 


Microbispora. 


368600 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


368600 Bacteria_16S 


strain I-132 16S 


Actinobacteria; Actinoba 
368600 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
368600 Bacteria_16S 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 
roseoviolacea str 


15 Nocardia asiatica Bacteria; 


nebacterineae; Nocardiaceae; Nocardia. 
1090970 1091009 1 39 gi|265678316|ref|NR_028618.1| Nonomuraea 
ain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Nonomuraea. 
1102903 1102942 1 39 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
osomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
cteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
1107509 1107548 1 39 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
1109055 1109094 1 39 gi|265678303|ref|NR_028605.1| Microbispora corallina 
ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
cteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
1113603 1113642 1 39 gi|265678300|ref|NR_028601.1| Microbacterium 
76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
1115143 1115182 1 39 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
cteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
1116669 1116708 1 39 gi|265678298|ref|NR_028599.1| Kineosporia succinea 
ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
cteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
1133271 11333101 39 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


368600 Bacteria_ 
sphenisci strain 


sphenisci Bacteri 
Corynebacteriacea 


368600 Bacteria_ 


CMS 76r 16S ribos 


Actinobacteridae; 


368600 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinoba 
368600 Bacteria_16S 


multipartita DSM 


16S 1134753 1134792 1 
CECT 59 
a; Acti 
e; Corynebacterium. 

16S 1139336 1139375 1 
omal RN 
Actino: 


39 gi 


39 gi 


1148406 1148445 1 
34 16S 


39 gi 


1162023 1162062 1 
44233 1 


39 gi 


90 16S ribosomal RNA, partial s 
nobacteria; Actinobacteridae; Actinomycet 


A, complete sequence 1138010 1139535 Leifs 
mycetales; Micrococcineae; Micr 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 


6S ribosomal RNA, partial seque 


253680767 
equence 


253680764 


obacteriac 
253680758 

11471 
nebacterin 
228721225 
nce 11607 


ref |NR_028015.1 
133500 113488 


ales; Corynebact 


R 


v 


ref 
onia 


NR_028012.1 
rubra Bacte 
eae; Leifsonia. 
ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref |NR_027604.1 
39 1162206 Nakamu 


Corynebacterium 
1 Corynebacterium 
erineae; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Nakamurella 
rella multipartita DSM 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 

368600 Bacteria_16S 1169575 1169613 1 39 gi|228719827|ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

368600 Bacteria_16S 1217983 1218022 1 39 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

368600 Bacteria_16S 1219417 1219456 1 39 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

368600 Bacteria_16S 1227003 1227042 1 39 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

368600 Bacteria_16S 1234634 1234673 1 39 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

368600 Bacteria_16S 1236148 1236187 1 39 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

368600 Bacteria_16S 1246745 1246784 1 39 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
368600 Bacteria_16S 1251193 1251232 1 39 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

368600 Bacteria_16S 1257186 1257225 1 39 gi|219857144|ref|NR_024772.1| Corynebacterium 
efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

368600 Bacteria_16S 1281112 12811511 39 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

368600 Bacteria_16S 1291745 1291784 1 39 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

368600 Bacteria_16S 1299219 1299258 1 39 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
368600 Bacteria_16S 1300672 13007111 39 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
368600 Bacteria_16S 1326775 1326814 1 39 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

368600 Bacteria_16S 1334456 1334495 1 39 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 


Bacteria; Actinob 


Beutenbergia. 


368600 Bacteria_16S 


obscurus DSM 4316 


Geodermatophilus. 


acteria; Actinobacteridae; Actinomycet 


1345157 1345196 1 39 gi 
0 16S ribosomal RNA, partial sequence 


ales; Micr 


228721038 


ococ 


cineae; Beut 


ref|NR_027601.1 


enbergiaceae; 


Geodermatophilus 


1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


368600 Bacteria_16S 1346685 1346724 1 39 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

368600 Bacteria_16S 1349757 1349796 1 39 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

368600 Bacteria_16S 1351286 1351325 1 39 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
368600 Bacteria_16S 1402404 1402443 1 39 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

368600 Bacteria_16S 1421964 1422003 1 39 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

368600 Bacteria_16S 1440537 1440576 1 39 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
368600 Bacteria_16S 1451200 1451239 1 39 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

368600 Bacteria_16S 1452663 1452702 1 39 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

368600 Bacteria_16S 1454196 1454235 1 39 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

368600 Bacteria_16S 1461613 1461652 1 39 gi|224581412|ref|NR_027193.1| Kocuria carniphila 


strain CCM 132 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcacea 
368600 Bacteria_16S 1490587 1490626 1 39 gi| 219846947 |ref|NR_026539.1 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

368600 Bacteria_16S 1495045 1495084 1 39 gi|219846703|ref|NR_026295.1 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 


Couchioplanes caeruleus subsp. 


Actinomycetales; 


368600 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


368600 Bacteria_16S 


strain JCM3369 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


368600 Bacteria_16S 


strain JCM3146 16 


Actinoallomurus. 


368600 Bacteria_16S 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


368600 Bacteria_16S 


matsumotoense str 
matsumotoense Bac 
Micromonosporacea 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
1531136 15311751 39 gi|219857433|ref|NR_025021.1 
ATCC 43269 16S ribosomal RNA, partial sequence 1529847 153130 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
ae; Actinomadura. 
1532665 1532704 1 39 gi|219857427|ref|NR_025015.1 
ain IMSNU 22003 16S ribosomal RNA, partial sequence 153135 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microm 
e; Micromonospora. 
1535660 1535699 1 39 gi|219857414|ref|NR_025002.1 


368600 Bacteria_16S 


S ribosomal RNA, partial sequence 


Micromonosporineae; Micromonosporaceae; 


1502468 1502507 1 39 gi 
16S ribosomal RNA, complete sequence 

oc 
1521953 1521992 1 39 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 


ia 
ae 


1528112 15281511 39 
S ribosomal RNA, partial sequence 


gi 
Strept 


1529624 1529663 1 39 
S ribosomal RNA, partial sequence 


gi 


1460297 14618 


219846604 


219857610 


219857435 
1526835 15282 


219857434 
1528339 15297 


lanes. 

ref|NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


Couchiop 


15011 
occineae 


1 sequen 
Actino: 


v 


ref|NR_025023.1 
88 Actinomadura 
ineae; Thermomo 


osporang n 


ref |NR_025022.1 


11 Kocuria carniphila Bacteria; 
e: 


Kocuria. 
Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


v 


Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 

Nocardia 

6 Nocardia 

ebacterineae; 


’ 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Micromonospora 
9 1532864 Micromonospora 


onosporineae; 


Actinomadura vinacea 


strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 


Actinobacteria; A 
Actinomadura. 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; Thermomonosporaceae; 


368600 Bacteria_16S 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial 
texasensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; 
368600 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
368600 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


368600 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


368600 Bacteria_16S 
strain LB37 16S ribosomal RNA, partial sequence 
Fusobacteriales; 
368600 Bacteria_16S 


Fusobacteria; 


strain MK27-91F2 


Saccharothrix. 


Mycobacterium. 


e; Amycolatopsis. 


1537169 1537208 1 


1543402 1543441 1 
NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 
Actinokineospora. 

1561323 1561362 1 
in 502329 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


1564256 1564295 1 
in NRRL B-24133 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


gi| 219857378 


gi| 219857374 
219846147 


gi 


gi| 219846103 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref|NR_024966.1 


ref|NR_024962.1 
ref 


NR_025737.1 


ref |NR_025693.1 


Saccharothrix 


sequence 1535864 1537375 Saccharothrix 
Pseudonocardineae; 


Actinokineospora 


sequence 1542095 1543606 Actinokineospora 
Pseudonocardineae; 


Mycobacterium 


1560055 1561487 Mycobacterium 
Corynebacterineae; 


Amycolatopsis 


1562964 1564361 Amycolatopsis 
Pseudonocardineae; 


1567250 1567331 1 77 


Fusobacteriaceae; 


1574818 1574857 1 39 


1576344 1576383 1 39 


gi| 219846058 

1565947 1567431 Leptotrichia shahii Bacteria; 
Leptotrichia. 

gi| 219856868 
16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
368600 Bacteria_16S 
strain JCM 9114 1 


do 


nocardineae; 
gi| 219856867 
6S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 


ref|NR_025648.1| Leptotrichia shahii 


ref|NR_024687.1| Umezawaea tangerina 


Actinosynnemataceae; 
NR_024686.1 


Umezawaea. 


ref Lentzea waywayandensis 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
368600 Bacteria_16S 1604080 1604119 1 39 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

368600 Bacteria_16S 1605617 1605656 1 39 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 


strain DSM 12798 


Arthrobacter. 


368600 Bacteria_16S 
bolidensis strain 


philippinense Bac 


Pseudonocardiaceae; Kibdelosporangium. 
368600 Bacteria_16S 


aridum subsp. 


Actinomycetales; 


368600 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
368600 Bacteria_16S 


strain R2014 16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


368600 Bacteria_16S 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


368600 Bacteria_16S 


keratiniphila sub 


1607158 1607197 1 39 


gi 


1626667 1626706 1 39 


gi 
Ac 
Arsenicicoccus. 


1663265 1663304 1 39 


gi 
teria; Actinobacteria; Actinobacteridae; 


1664805 1664844 1 39 


gi 


Pseudonocardineae; 
1666329 1666368 1 39 gi 
761-7 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycetal 


1669408 1669447 1 39 
ribosomal RNA, partial sequence 


gi 


1673898 1673937 1 39 gi 
rain ST101170 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

1675421 1675460 1 39 gi 
n DSM 44591 16S ribosomal RNA, partial s 


e; Amycolatopsis. 
1676920 1676959 1 39 gi 
sp. nogabecina strain DSM 44586 16S ribo 


oc 


219878459 
CCUG 47306 16S ribosomal RNA, partial sequence 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; 
Intrasporangiaceae; 
368600 Bacteria_16S 
philippinense strain A 80407 16S ribosomal RNA, partial s 


219878433 


219878432 
largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 
Kibdelosporangium aridum subsp. 


219878429 
1668114 16695 
Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
368600 Bacteria_16S 


219878426 
219878425 
ria; Actinobacteria; Actinobacteridae; Actinomyc 


219878424 


16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


equence 


e 16650 
es; Pseu 


mycineae 
sequenc 


; Actino 


equence 


somal RN. 


occineae; 
219878472 


Actinomycetales; 


tinomycetales; 


Actinomycetales; 


mysorens Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_025611.1] Arthrobacter 

1605856 1607314 Arthrobacter 
Micrococcineae; Micrococcaceae; 


ref|NR_025598.1| Arsenicicoccus 
1625384 1626850 Arsenicicoccus 
Micrococcineae; 


ref|NR_025572.1| Kibdelosporangium 
1661967 1663456 Kibdelosporangium 

Pseudonocardineae; 

ref 


NR_025571.1| Kibdelosporangium 


1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Kibdelosporangium. 
219878431 


ref|NR_025570.1| Kibdelosporangium 
31 1666519 Kibdelosporangium albatum 
donocardineae; Pseudonocardiaceae; 


ref|NR_025568.1| Actinomyces nasicola 
88 Actinomyces nasicola Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref|NR_025565.1| Amycolatopsis 

e 1672599 1674076 Amycolatopsis 
mycetales; Pseudonocardineae; 


ref|NR_025564.1| Amycolatopsis 
1674127 1675575 Amycolatopsis 

etales; Pseudonocardineae; 

ref 


NR_025563.1| Amycolatopsis 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


368600 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


e; Amycolatopsis. 


Pseudonocardineae; Pseudonocardiaceae; Amycolato 
1678437 1678476 1 39 gi| 219878423 

n DSM 44594 16S ribosomal RNA, partial sequence 

ria; Actinobacteria; Actinobacteridae; Actinomyc 


368600 Bacteria_16S 


strain MG 417-CF 


1679958 1679997 1 39 gi 
17 16S ribosomal RNA, partial sequence 


219878422 


A, partial sequence 1675626 1677096 
psis. 
ref|NR_025562.1| Amycolatopsis 


1677147 1678610 Amycolatopsis 
etales; Pseudonocardineae; 


16786 


ref|NR_025561.1| Amycolatopsis japonica 
61 1680145 Amycolatopsis japonica 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 


368600 Bacteria_16S 1683062 1683101 1 39 gi|219878420|ref|NR_025559.1]| Actinomyces oricola 
strain R5292 16S ribosomal RNA, partial sequence 1681727 1683234 Actinomyces oricola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
368600 Bacteria_16S 1698373 1698412 1 39 gi| 219878409 |ref|NR_025548.1| Microbacterium 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
368600 Bacteria_16S 1727284 1727323 1 39 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
368600 Bacteria_16S 1728823 1728862 1 39 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
368600 Bacteria_16S 1730359 1730398 1 39 gi|219878388|ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
368600 Bacteria_16S 1731872 17319111 39 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
368600 Bacteria_16S 1736438 1736477 1 39 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
368600 Bacteria_16S 1739484 1739523 1 39 gi|219878382|ref|NR_025521.1]| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
368600 Bacteria_16S 1747161 1747200 1 39 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 


368600 Bacteria_16S 1759427 1759466 1 39 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

368600 Bacteria_16S 1760895 1760934 1 39 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 


sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
368600 Bacteria_16S 1762416 1762455 1 39 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
368600 Bacteria_16S 1763938 1763977 1 39 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
368600 Bacteria_16S 1771370 1771409 1 39 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


368600 Bacteria_16S 1781976 1782015 1 39 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 
368600 Bacteria_16S 1789330 1789369 1 39 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 


saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 
368600 Bacteria_16S 1800023 1800062 1 39 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
368600 Bacteria_16S 1806213 1806252 1 39 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 
368600 Bacteria_16S 1807751 1807790 1 39 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 


368600 Bacteria_16S 
strain Kb2 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 
flaccumfaciens pv 

Curtobacterium flaccumfaciens pv. 


Actinomycetales; 


368600 Bacteria_16S 
aridum strain DSM 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

368600 Bacteria_16S 1820010 1820049 1 39 gi|219878323|ref|NR_025462.1 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
368600 Bacteria_16S 1821542 18215811 39 gi|219878322|ref|NR_025461.1 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 182172 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Curtobacterium. 

368600 Bacteria_16S 1823068 1823107 1 39 gi|219878321|ref|NR_025460.1 
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219878303 
sequence 
Actinomyc 


219878295 


219878290 


omonospori 
219878285 


219878274 


219878262 


219878258 


219878244 
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e 1931360 193276 
cetales; Actino 


ref |NR_025368.1 
1948071 194955 
les; Micrococcin 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 


Pseudonocardia. 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Curtobacterium 
ence 1811040 1812516 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Gulosibacter 

7 Gulosibacter 

occineae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Actinomyces 
5 Actinomyces 


mycineae; 


Actinomyces catuli 


myces catuli Bacteria; 


ae; Actinomyces. 
Pseudonocardia 
2 Pseudonocardia 


cardineae; 


Amycolatopsis 
6 Amycolatopsis 


ocardineae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Microbacterium 
0 Microbacterium 


eae; Microbacteriaceae; 


ref |NR_025367.1 


Pseudonocardia 


1949601 1951112 Pseudonocardia 


368600 Bacteria_16S 
strain CCUG 41706 


368600 Bacteria_16S 
auriscanis strain 


1952478 1952517 1 


1953932 1953971 1 


39 


39 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
219878226 
CCUG 39784 16S ribosomal RNA, partial sequence 


gi 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; 
368600 Bacteria_16S 


urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
368600 Bacteria_16S 
strain CF-25 16S 


368600 Bacteria_16S 


Corynebacterium. 
1955419 1955458 1 


1958374 1958413 1 


1959930 1959969 1 


39 


39 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


39 


strain CF-43 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_16S 


2031486 2031525 1 


39 


gi 


gi 


gi 


gi 


219878227 


Actinomycetales; 
219878225 
sequence 1954098 195552 


Actinomycetales; Actinomycineae; 


219878223 
1957067 19585 


inomycetales; 


ref|NR_025366.1 
1951163 1952590 Actino 
Actinomycetace 
ref|NR_025365.1 

1952641 195404 
Corynebac 


ref|NR_025364.1 


ref|NR_025362.1 


ref|NR_025361.1 
Micrococcaceae 
ref|NR_025314.1 

2030195 203163 
Corynebact 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Corynebacterium 

7 Corynebacterium 

terineae; 


Actinomyces 
0 Actinomyces 


Arthrobacter luteolus 


65 Arthrobacter luteolus Bacteria; 
Micrococcineae; Micrococcaceae 
219878222 

1958616 1960116 Arthrobacter 
Micrococcineae; 
219878175 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Act 


; Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 

Corynebacterium 
0 Corynebacterium 
erineae; 


Corynebacteriaceae; Corynebacterium. 

368600 Bacteria_16S 2034499 2034538 1 39 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

368600 Bacteria_16S 2036051 2036090 1 39 gi|219878171|ref|NR_025310.1| Rothia nasimurium 


strain CCUG 35957 


368600 Bacteria_16S 


simulans strain UCL553 16S ribosomal RNA, partial sequence 


2037573 2037612 1 


39 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219878170 
2036284 2037751 Coryne 


gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


2034753 2036233 Rothia 


Micrococcaceae 
ref|NR_025309.1 


Corynebacterineae; C 


nasimurium Bacteria; 
; Rothia. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Corynebacterium. 
368600 Bacteria_16S 2053190 2053229 1 39 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 


elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
368600 Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 


Mycobacterium. 


2066808 2066847 1 


39 


gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_16S 


2077550 2077589 1 


39 


gi 


propionicum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 


368600 Bacteria_16S 
granulosum strain 


2079111 2079150 1 


39 


gi 


DSM 20700 16S ribosomal RNA, partial 


granulosum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 


368600 Bacteria_16S 


368600 Bacteria_16S 
avidum strain DSM 


2080663 2080702 1 


2082220 2082259 1 


39 


39 


gi 


gi 


4901 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Propionibacterium. 
368600 Bacteria_16S 


2091281 20913201 


39 


gi 


Actinomycetales; 


219878146 
2065512 2067008 Microc 
Micrococcineae; Micrococcaceae; 
219878138 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 


219878137 
sequence 
Actinomycetales; Propionib 


219878136 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionimicrobium. 


Actinomycetales; Propion 


219878135 
2080923 2082426 Propionibacterium avidum 


219878129 


Corynebac 


ref |NR_025285.1 


ref|NR_025277.1 
2076251 207775 


ref|NR_025276.1 
2077807 207932 


ref|NR_025275.1 
2079371 208087 


ref|NR_025274.1 
Propionibacterineae 


ref |NR_025268.1 


terineae; 


Micrococcus 
occus antarcticus 


Propionibacterium 
6 Propionibacterium 


Actinomycetales; Propionibacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 
Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 
Propionibacterium 


Propionibacteriaceae; 


Mycobacterium 


Micrococcus. 


heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

368600 Bacteria_16S 2100436 2100475 1 39 gi 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Nocardioides. 
368600 Bacteria_16S 2112672 21127111 39 gi|219857660 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium; Mycobacterium tuberculosis complex. 
368600 Bacteria_16S 2129344 2129383 1 39 gi|219857649|ref|NR_025238.1| Mycobacterium 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 
368600 Bacteria_16S 2130823 2130862 1 39 gi|219857648|ref|NR_025237.1| Mycobacterium 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 


2089993 2091437 Mycobacterium 
Actinomycetales; Corynebacterineae; 


219878122|ref|NR_025261.1| Nocardioides 
2099138 2100621 Nocardioides aquiterrae 
Propionibacterineae; Nocardioidaceae; 


ref|NR_025249.1| Mycobacterium 
2111381 2112761 Mycobacterium pinnipedii 
Corynebacterineae; Mycobacteriaceae; 


scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


368600 Bacteria_16S 
tokaiense strain 
tokaiense Bacteria; 
Mycobacteriaceae; 
368600 Bacteria_16S 
poriferae strain 
poriferae Bacteria; 
Mycobacteriaceae; 
368600 Bacteria_16S 
strain ATCC 19422 


368600 Bacteria_16S 
strain ATCC 51384 


368600 Bacteria_16S 


palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 


Pseudonocardiaceae; 
368600 Bacteria_16S 
strain YIM 90001 


368600 Bacteria_16S 


strain F829 16S ribosoma 
Actinobacteria; Actinoba 


368600 Bacteria_16S 
strain ATCC 927 16S 


368600 Bacteria_16S 


chloroethenivorans strai 
chloroethenivorans Bacte 


Pseudonocardiaceae; 
368600 Bacteria_16S 


aetherivorans strain 10b 
aetherivorans Bacteria; 


Nocardiaceae; 
368600 Bacteria_16S 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
368600 Bacteria_16S 


lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


368600 Bacteria_16S 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


368600 Bacteria_16S 
strain YIM 21741 


368600 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


368600 Bacteria_16S 


phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 


368600 Bacteria_16S 


thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 
thiocyanoxidans Bacteria; 


Thioalkalivibrio. 
368600 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 


Tsukamurellaceae; 
368600 Bacteria_16S 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_16S 


ATCC 27282 16S 


ATCC 35087 16S 


16S ribosomal 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


16S ribosomal 
Actinobacteria; Actinoba 


16S rib 
Actinobacteria; Actinoba 


2132328 2132367 1 


2133831 2133870 1 


2135344 2135383 1 


2136862 2136901 1 


2139906 2139945 1 


Amycolatopsis. 
2150477 2150516 1 


2162436 2162475 1 


2165536 2165575 1 


ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinoba 


2167077 2167116 1 


Pseudonocardia. 
2174657 2174696 1 


2195894 2195933 1 


2203493 2203532 1 
2218575 2218614 1 
2229186 2229225 1 
2233734 2233773 1 
2282754 2282793 1 


2287291 22873301 


2306827 2306866 1 


2309873 2309912 1 


2311379 2311418 1 


Proteobacteria; 


39 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


39 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


39 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


39 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


39 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


39 


osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardineae; 


39 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


39 


39 


n SL-1 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; Ac 


39 


c312 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
Rhodococcus 


39 


39 


39 


39 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


39 


39 


39 


Gammaproteobacteria; 


39 


39 


39 


strain A290 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


219857647 
sequence 


gi 


219857646 
sequence 


gi 


gi] 219857645 


gi|219857644 


219857642 
sequence 


gi 


gi| 219857635 


gi|219857627 
2161153 21625 


gi] 219857625 


cteridae; Actinomycetales; Corynebacterineae; 


219857624 
sequenc 


gi 


gi|219857619 


gi| 219857602 


gi|219857597 


219857587 
22172 


gi 
gi|219857580 


219857577 
22324 


gi 


gi] 219857545 


gi|219857541 


Ch 


gi| 219857525 
complete sequ 
Actinomy 
gi| 219857523 
Streptosporang 

gi| 219857522 


inomycetales; 


inomycetales; 


2134040 2135523 Mycoba 


Corynebacterineae; Mycobacteriaceae; 


2135574 2137022 Mycoba 


Actinomycetales; 


Actinomycetales; 


ref |NR_025236.1 


131039 213248 


ND 


ref |NR_025235.1 


132540 213398 


is} 


ref |NR_025234.1 


ref |NR_025233.1 
Mycobacteri 
ref |NR_025231.1 

2138615 214004 
Pseu 
ref|NR_025224.1 
Pseudonocar 
ref|NR_025216.1 
Nocardiacea 
ref|NR_025214.1 
35 Mycobacterium 
Mycobacteri 
ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


ref|NR_025208.1 
2173451 217485 
Coryne 


ref|NR_025190.1 
2194621 219603 


ref|NR_025175.1 


eae; 


ref|NR_025168.1 


ref|NR_025165.1 


eae; 
ref|NR_025133.1 

2281465 228293 
e; Mycoplasma. 
romatiales; 
ref|NR_025113.1 
cetales; 
ref 


NR_025111.1 


ineae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium microti 
cterium microti 


Mycobacterium brumae 

cterium brumae Bacteria; 

aceae; Mycobacterium. 
Amycolatopsis 

1 Amycolatopsis 

donocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Mycobacterium marinum 

marinum Bacteria; 

aceae; Mycobacterium. 

Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Rhodococcus 
1 Rhodococcus 


Actinomycetales; Corynebacterineae; 


Mycoplasma 
9 Mycoplasma 


Mycobacterium lacus 


72 2218741 Mycobacterium lacus Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 
; Microbacteriaceae; 


Agromyces. 
Gordonia namibiensis 


22 2233905 Gordonia namibiensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Mycoplasma 
0 Mycoplasma 


Thioalkalivibrio 


2285990 2287383 Thioalkalivibrio 
Ectothiorhodospiraceae; 


Tsukamurella 


ence 2305517 2307028 Tsukamurella 
Corynebacterineae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Actinomadura mexicana 


ref|NR_025110.1 


2310109 2311529 Actinomadura mexicana Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


368600 Bacteria_16S 


strain LMG S-1926 


Bacteria; Actinob 


Corynebacterium. 


368600 Bacteria_16S 


strain FI-13295 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
368600 Bacteria_16S 2329507 2329546 1 39 gi| 219857510 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequenc 


gubbeenense Bacte 
Microbacteriaceae 


368600 Bacteria_16S 


NRRL B-24104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
368600 Bacteria_16S 2347602 2347641 1 39 gi|219857496|ref|NR_025084.1 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 234777 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Arthrobacter. 

368600 Bacteria_16S 2349111 23491501 39 gi|219857495|ref|NR_025083.1 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 234928 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Arthrobacter. 

368600 Bacteria_16S 2358254 2358293 1 39 gi| 219857489 |ref|NR_025077.1 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propio 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propioniferax. 

368600 Bacteria_16S 2359770 2359809 1 39 gi| 219857488 |ref|NR_025076.1 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 235995 


australiense Bact 
Propionibacteriac 


368600 Bacteria_16S 


strain K265 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
368600 Bacteria_16S 


strain K300 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
368600 Bacteria_16S 


strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


368600 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


368600 Bacteria_16S 


strain AS4.1521 1 
Actinobacteria; A 


368600 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


368600 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 
Micrococcaceae; A 


368600 Bacteria_16S 


nitratis strain A 
Bacteria; Proteob 


368600 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


368600 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


368600 Bacteria_16S 


strain T1-X7 16S 
Actinobacteria; A 


368600 Bacteria_16S 


2325087 2325126 1 39 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


2328102 23281411 39 


gi 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
Micr 
gi 


oc 
2362814 2362853 1 39 
ibosomal RNA, partial sequence 
Micr 
2384030 2384069 1 39 gi 
92 16S ribosomal RNA, partial sequence 


oc 


ne 
2400706 2400741 1 36 gi 
strain CM2 16S ribosomal RNA, partial 

Bacteria; Proteobacteria; Alphaproteob 


se 
ac 


2422317 2422356 1 39 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2438806 2438845 1 


eq 


39 gi 


ctinobacteridae; Actinomycetales; Coryne 
2441882 2441921 1 39 gi 
ARh1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2455625 2455664 1 39 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 
rthrobacter. 

2470738 2470777 1 39 gi 
LJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2472242 2472281 1 39 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2485622 2485661 1 39 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2493211 24932501 39 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


ce 
al 


s 
er 


ce 
al 


al 


oc 


219857513 


219857511 
6S ribosomal RNA, partial sequence 2326828 23282 


ria; Actinobacteria; Actinobacteridae; Actinomyc 
; Microbacterium. 
2343061 23431001 39 gi| 219857500 


2341772 23432 


eria; Actinobacteria; Actinobacteridae; Actinomy 
eae; Propionibacterium. 
2361295 2361334 1 39 gi| 219857487 


2360002 23614 


219857486 
2361525 23629 


219857471 


219857460 


219857445 
ae; 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 


219857426 


219857415 


219857403 


219857402 


219857393 
2484337 24857 


219857388 
2491905 24933 


23238 


es; Cory 


occineae 


occineae 


23827 
bacterin 


quence 


teria; R 


uence 


3; Actino 


bacterin 


24405 
es; Ecto 
equence 
idae; Ac 


24694 
es; Ecto 
24709 


es; Ecto 


occineae 


2494698 2494737 1 39 gi 


219857387 


ref|NR_025101.1 
67 2325209 Coryne 
nebacterineae; C 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref |NR_025098.1 
e 2328328 232964 
etales; Micrococ 


ref |NR_025088.1 


cetales; Propion 


ref|NR_025075.1 


7 Mi 
ref 


crobacteriac 
NR_025074.1 
; Microbacteriac 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref |NR_025048.1 

2399427 240087 
hizobiales; Hyph 


ref |NR_025033.1 

2421026 242250 
mycetales; Coryn 
ref|NR_025017.1 
eae; Nocardiacea 
ref|NR_025014.1 
72 2442029 Thioal 
thiorhodospirace 
ref|NR_025003.1 

2454319 245573 
tinomycetales; M 


ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref|NR_024981.1 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 


australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiacea 


e; Tetrasphaera. 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Microbacterium 
4 Microbacterium 
cineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Arthrobacter 

5 Arthrobacter 

occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 

Nocardia abscessus 

ia abscessus Bacteria; 

e; Nocardia. 
Hyphomicrobium 

3 Hyphomicrobium 

omicrobiaceae; 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Arthrobacter 

2 Arthrobacter 
icrococcineae; 


Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 


ref|NR_024975.1 
2493400 249486 


Tetrasphaera 
9 Tetrasphaera 


368600 Bacteria_16S 


strain DNP505 16S 


2497594 2497633 1 39 
ribosomal RNA, partial sequence 


gi 


219857385 
2496307 24977 


ref|NR_024973.1 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
368600 Bacteria_16S 2514380 2514419 1 39 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 


Bacteria; Actinob 
Xylanimicrobium. 


368600 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 


Micrococcaceae; Arthrobacter. 
368600 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


368600 Bacteria_16S 


strain O 16S ribo 


strain I 16S ribo 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


368600 Bacteria_16S 


strain FI-25796 1 
Actinobacteria; A 


368600 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


368600 Bacteria_16S 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


368600 Bacteria_16S 


strain DSM 43194 
Actinobacteria; A 


368600 Bacteria_16S 


strain DSM 44262 
Actinobacteria; A 


368600 Bacteria_16S 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


368600 Bacteria_16S 


strain CIP 103464 
Actinobacteria; A 


368600 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


368600 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


368600 Bacteria_16S 


strain MS1-3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 


strain IFM 10088 


Nocardioides. 
368600 Bacteria_16S 
NRRL B-3381 16S ribosomal RNA, partial 


Aeromicrobium. 
368600 Bacteria_16S 


acteria; Actinobacteridae; Actinomycetal 
2517408 2517447 1 39 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


se 
id 


2535612 2535651 1 39 gi 
Ben 108 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 


2577876 2577915 1 39 


gi 
oc 


2579305 2579344 1 39 


gi 
oc 
2588583 2588622 1 39 gi 
Ben 107 16S ribosomal RNA, partial seque 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 


2594802 2594841 1 39 


gi 
ctinobacteridae; Actinomycetales; Coryne 
2608630 2608684 1 53 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2610117 2610156 1 39 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

2611690 2611729 1 


ia 
er 


ue 
A 


39 gi 


ctinobacteridae; Actinomycetales; Pseudo 
2613217 2613256 1 39 gi 
ctinobacteridae; Actinomycetales; Pseudo 
2627106 2627145 1 39 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

2640806 2640845 1 39 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2655963 2656002 1 39 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


eq 


, 


ne 


s 
Ac 


219857366 


219857354 


219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 


219857276 


219857272 
6S ribosomal RNA, partial sequence 2593502 25949 


219857263 


219857259 


219857258 
16S ribosomal RNA, partial sequence 2610373 26118 


219857257 
16S ribosomal RNA, partial sequence 2611942 26134 


219857247 


219857231 


219857221 


es; 


quence 
ae; 


nce 


nce 
inomycet 


bacterin 


1 sequen 
ia; Ocea 


nce 
ctinomyc 


nocardin 


nocardin 
uence 
Actinomy 
26395 


bacterin 


equence 
tinomyce 


2657480 2657519 1 39 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 


1 
da 


2659004 2659043 1 39 


gi 
s 
a; Actinobacteria; Actinobacteridae; Act 


2660524 2660563 1 39 gi 
16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


2678486 2678525 1 39 
ribosomal RNA, partial sequence 


gi 


ne 


2688985 2689024 1 39 


gi 


ne 


2693453 2693492 1 39 


gi 


219857219 


219857218 


219857217 
es; 


219857204 
2677198 26786 
bacterin 
219857197 
16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 


bacterin 
219857193 


sequen 
e; Act 


ce 
in 


equenc 
inomyc 


e 
et 


26592 
Prop 


Micr 


Acti 


inomycet 


occineae 
219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 


occineae; 


Ococ 


ref |NR_024954.1 
2516115 251756 
nomycetales; Mic 


ref |NR_024942.1 
2534307 253578 
ales; Propioniba 


’ 


ref 
lomo 
7 Ce 
ref 
lomo 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref |NR_024907.1 

2587275 258874 
ales; Propioniba 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref|NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024890.1 

2608828 261032 
etales; Pseudono 


ref|NR_024889.1 
eae; Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024877.1 

2625807 262727 
cetales; Propion 


ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024849.1 

2654667 265613 
tales; Corynebac 


ref|NR_024847.1 
2656189 265766 
omycetales; Prop 


ref|NR_024846.1 
2657714 265918 
ales; Propioniba 


, 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


ref|NR_024832.1 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 


silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 


cineae; Promicromonosporaceae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Friedmanniella 
9 Friedmanniella 
cterineae; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 

alba Bacteria; 

diaceae; Amycolatopsis. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Corynebacterium 

8 Corynebacterium 
terineae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 


ref|NR_024821.1 
2692168 269363 


Planotetraspora 
9 Planotetraspora 


silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Planotetraspora. 
368600 Bacteria_16S 2720458 2720497 1 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Nocardia. 
368600 Bacteria_16S 2725044 2725083 1 


39 gi 


39 gi 


219857175 
al 
ae; 


219857172 


ref 


ref 


sequence 2719156 272065 
Actinomycetales; 


NR_024803.1 


NR_024800.1 


Streptosporangineae; 


Nocardia 
4 Nocardia 


Corynebacterineae; 


Longispora albida 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


368600 Bacteria_16S 2746031 2746070 1 


A1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 


368600 Bacteria_16S 2747430 2747469 1 


baikonurensis strain Al-22 16S ribosomal RNA, partial s 


39 gi 


39 gi 


baikonurensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococcus. 
368600 Bacteria_16S 2751796 2751835 1 


malaysiensis strain H47-7 16S ribosomal RNA, partial se 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Microtetraspora. 
368600 Bacteria_16S 2753292 27533311 
sphaerica strain 


Streptosporangiaceae; 
368600 Bacteria_16S 


Planomonospora. 
2754788 2754827 1 


39 gi 


39 gi 


JCM 9374 16S ribosomal RNA, partial se 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


39 gi 


219857152 
quence 


219857151 
quence 


219857150 


ref 


Ro 
ref 


Actinomycet 
ref 
Actinomyceta 


ref 


ref 


2746146 274749 
Corynebacterineae; 


2750506 275194 
Streptosporangineae; 


2752000 275344 
; Streptosporangineae; 


NR_024785.1 


thia. 
NR_024784.1 


ales; 
NR_024780.1 
les; 


NR_024779.1 


NR_024778.1 


ria Bacteria; 


omonosporineae; Micromonosporaceae; Longispora. 
219857157 
2744758 2746095 Rothia ae 
Actinomycetales; Micrococcineae; Micrococcaceae; 
219857156 
equence 


Rothia aeria strain 
Actinobacteria; 


Rhodococcus 


3 Rhodococcus 


Microtetraspora 
9 Microtetraspora 


Planomonospora 
5 Planomonospora 


Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 


368600 Bacteria_16S 2784972 2785011 1 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, part 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Okibacterium. 
368600 Bacteria_16S 2796909 2796948 1 


39 gi 


39 gi 


Streptosporanginea 


rectilineatus strain IFO 13941 16S ribosomal RNA, partial 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 
368600 Bacteria_16S 2798430 2798469 1 
minutisporangium 


Frankineae; 
368600 Bacteria_16S 
strain IFO 12513 


2799952 2799991 1 


368600 Bacteria_16S 
strain IFO 13911 


2801475 2801514 1 


368600 Bacteria_16S 
strain IFO 14915 


2802996 2803035 1 


368600 Bacteria_16S 2804517 2804556 1 


strain IFO 12512 


368600 Bacteria_16S 2806039 2806078 1 


39 gi 


39 gi 


39 gi 
39 gi 
39 gi 


39 gi 


219857127 
ial sequence 2783663 278516 


219857119 
sequence 2795622 279709 
Micromonosporineae; 


219857118 
strain IFO 15962 16S ribosomal RNA, partial sequence 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; 
Cryptosporangiaceae; Cryptosporangium. 


219857117|ref 
omonosporineae 
219857116|ref 


omonosporineae 
219857115 
16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 
219857114 
16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


219857113 


ref 
Actinomyceta 
ref 
Actinomycet 


ref 


16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ref 


ref 


ref 


derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 280622 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Actinoplanes. 

368600 Bacteria_16S 2807561 2807600 1 39 gi|219857112|ref|NR_024740.1 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 280774 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Actinoplanes. 

368600 Bacteria_16S 2809083 2809122 1 39 gi|219857111|ref|NR_024739.1 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 280926 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Actinoplanes. 

368600 Bacteria_16S 2819626 2819665 1 39 gi|219856911|ref|NR_024732.1 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 281977 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Planomonospora. 

368600 Bacteria_16S 2821119 2821158 1 39 gi|219856910|ref|NR_024731.1 


e; Streptosp 
NR_024755.1 
les; Microco 
NR_024747.1 
ales; 
NR_024746.1 

279714 
NR_024745.1 


; Micromonos 
NR_024744.1 


; Micromonos 
NR_024743.1 


; Micromonos 
NR_024742.1 


; Micromonos 
NR_024741.1 


orangiaceae; 


Okibacterium 
8 Okibacterium 
ccineae; 


Actinoplanes 


4 Actinoplanes 


Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 


Streptosporangineae; 


Streptosp 


orangiaceae; 


368600 Bacteria_16S 
parontospora subsp. 


Actinomycetales; 
368600 Bacteria_16S 
strain IFO 12702 


368600 Bacteria_16S 


strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplane 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Catenuloplanes. 
368600 Bacteria_16S 


strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


368600 Bacteria_16S 
strain IFO 16238 


368600 Bacteria_16S 


strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces lut 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


368600 Bacteria_16S 


capillaceus strain K95-5561 16S ribosomal RNA, partial 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 


2822613 2822652 1 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangineae; Streptosporangiaceae; 


2827113 2827152 1 


16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya p 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


2830187 2830226 1 


2834760 2834799 1 


2839274 2839313 1 


16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bra 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


2840834 2840873 1 


2891800 2891839 1 


Micromonosporaceae; Actinoplanes. 


368600 Bacteria_16S 
strain CM-10 16S 


368600 Bacteria_16S 
strain CM-01 16S 


368600 Bacteria_16S 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycetocola. 


Microbacteriaceae; 
368600 Bacteria_16S 
strain IAM 14848 


368600 Bacteria_16S 
strain IFO 15616 


368600 Bacteria_16S 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


368600 Bacteria_16S 


cyanogriseus strain IFO 14455 16S ribosomal RNA, partia 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 


2894845 2894884 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2896340 2896379 1 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2897834 2897873 1 


2900840 2900879 1 


16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannell 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


2903909 2903948 1 


16S ribosomal RNA, partial sequence 2902597 2904077 Zimmermannell 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


2906973 2907012 1 


2938824 2938863 1 


Pseudonocardiaceae; Actinoalloteichus. 


368600 Bacteria_16S 


IFO 16102 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


368600 Bacteria_16S 


aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 


2940343 2940382 1 


2941864 2941903 1 


Micromonosporaceae; Virgisporangium. 


368600 Bacteria_16S 
ochraceum strain 


2943380 2943419 1 


YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromonosporaceae; Virgisporangium. 


368600 Bacteria_16S 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
368600 Bacteria_16S 
strain IFO 16068 


368600 Bacteria_16S 


2944896 2944935 1 


2955465 2955504 1 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


2956983 2957022 1 


39 gi| 219856909 |ref|NR_024730.1 


antibiotica Bacteria; Actinobacteria; 
Planomonospora. 


39 gi| 219856906 |ref|NR_024727.1 


39 gi|219856904|ref|NR_024725.1 


39 gi|219856901|ref|NR_024722.1 


39 gi| 219856898 |ref|NR_024717.1 


39 gi| 219856897 |ref|NR_024716.1 


219856862 
sequence 
Actinomycetales; 


39 gi ref|NR_024681.1 


39 gi|219856860|ref|NR_024679.1 
2893553 2894997 Mycetocola la 
Micrococcineae; 
39 gi| 219856859 |ref|NR_024678.1 
2895048 2896491 Mycetocola sa 
Micrococcineae; 


39 gi| 219856858 |ref|NR_024677.1 


Actinomycetales; 


39 gi| 219856856 |ref|NR_024675.1 


39 gi|219856854|ref|NR_024673.1 


39 gi|219856852|ref|NR_024671.1 


ebacterineae; 


n 
39 gi|219856831|ref|NR_024650.1 
1 


sequence 
Actinomycetales; 


39 gi|219856830|ref|NR_024649.1 


39 gi|219856829|ref|NR_024648.1 


Actinomycetales; 


39 gi|219856828|ref|NR_024647.1 


39 gi| 219856827 |ref|NR_024646.1 


Actinomycetales; 


39 gi|219856820|ref|NR_024639.1 


39 gi| 219856819 |ref|NR_024638.1 


partial sequence 


Microbacteriaceae; 


Microbacteriaceae; 


Microbacteriaceae; 


Microbacteriaceae; 


Planomonospora 
2821321 2822766 
Actinobacteridae; 


Sporichthya polymorpha 
olymorpha Bacteria; 


Sporichthyaceae; Sporichthya. 


Catenuloplanes crispus 
s crispus Bacteria; 


Micromonosporaceae; 


Nocardia vinacea 


2833466 2834941 Nocardia vinacea Bacteria; 
Nocardiaceae; Nocardia. 


Agromyces bracchium 
cchium Bacteria; 
Agromyces. 
Agromyces luteolus 
eolus Bacteria; 
Agromyces. 
Actinoplanes 


2890502 2891958 Actinoplanes 
Micromonosporineae; 


Mycetocola lacteus 
cteus Bacteria; 


Microbacteriaceae; Mycetocola. 


Mycetocola saprophilus 
prophilus Bacteria; 


Microbacteriaceae; Mycetocola. 


Mycetocola 


2896542 2897985 Mycetocola 
Micrococcineae; 


Zimmermannella bifida 
a bifida Bacteria; 
Pseudoclavibacter. 
Zimmermannella alba 

a alba Bacteria; 
Pseudoclavibacter. 
Williamsia maris 


2905666 2907143 Williamsia maris Bacteria; 
Williamsiaceae; 


Williamsia. 
Actinoalloteichus 


2937540 2939007 Actinoalloteichus 
Pseudonocardineae; 


Lentzea albida strain 


2939058 2940528 Lentzea albida Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Virgisporangium 


2940579 2942047 Virgisporangium 
Micromonosporineae; 


Virgisporangium 


2942098 2943563 Virgisporangium 
Micromonosporineae; 


Sporichthya 


2943614 2945079 Sporichthya 
Frankineae; 


Sporichthyaceae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
Gordoniaceae; 


Gordonia. 
Microbacterium 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 


ketosireducens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
368600 Bacteria_16S 


saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 


2958441 2958480 1 


Actinomycetales; 


39 gi| 219856818 |ref|NR_024637.1 


Micrococcineae; 


Microbacterium 


2957165 2958571 Microbacterium 


saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


368600 Bacteria_16S 


luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 


luteolum Bacteria; 
Microbacterium. 
368600 Bacteria_16S 


phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; 


368600 Bacteria_16S 
antarctica strain 


Nocardioidaceae; 
368600 Bacteria_16S 


strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


368600 Bacteria_16S 


wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
368600 Bacteria_16S 


2959902 2959941 1 


2969101 2969140 1 


Microlunatus. 


2970629 2970668 1 


2985922 2985961 1 


2987444 2987483 1 


3007279 3007318 1 


39 


39 


39 


AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


39 


39 


39 


strain 801 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


368600 Bacteria_16S 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 


Geodermatophilaceae; 
368600 Bacteria_16S 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Marmoricola. 


Nocardioidaceae; 
368600 Bacteria_16S 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 
Gordonia. 


Gordoniaceae; 
368600 Bacteria_16S 


cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 
cylindrosporum Bacteria; 


368600 Bacteria_16S 


strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


368600 Bacteria_16S 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacter. 


Rarobacteraceae; 
368600 Bacteria_16S 
hortensis strain 


Intrasporangiaceae; 
368600 Bacteria_16S 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequen 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
368600 Bacteria_16S 


3011691 30117301 


Modestobacter. 
3013249 3013288 1 


3023830 3023869 1 


3034464 3034569 3 
Firmicutes; 


3040558 3040597 1 


3045125 3045164 1 


3046657 3046696 1 


Ornithinicoccus. 


3069283 3069322 1 


3093333 3093372 1 


39 


39 


39 


102 


Clostridia; 


39 


39 


39 


HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


39 


39 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_16S 
strain TAGA27 16S 


368600 Bacteria_16S 
strain F98.3HR69 


368600 Bacteria_16S 
gifhornensis strain 


Micromonosporaceae; 
368600 Bacteria_16S 
resistens strain 
resistens Bacteria; 
Microbacterium. 
368600 Bacteria_16S 


DMMZ 17 


3094850 3094889 1 


3099432 30994711 


3103872 3103911 1 


HR1-2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 


Verrucosispora. 
3115905 3115944 1 


3120501 3120540 1 


39 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


39 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


39 


39 


10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycet 


39 


gi| 219856817 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846945 


gi|219846944 
Actinomyce 


gi| 219846933 


gi|219846932 
Actin 


gi| 219846919 
3005987 30074 


gi|219846916 
gi|219846915 
Actinomyc 


219846908 
sequence 


gi 


gi| 219846900 
Clostridiales; C 
gi|219846896 


gi| 219846892 


Actinomy 


gi|219846891 


gi|219846876 


Actin 


gi| 219846860 
3092041 30935 
Micrococcineae 
gi|219846859 
3093562 30950 
Micrococcineae 
gi| 219846856 


gi|219846853 


gi|219846845 


Actinomycetales; 


Actinomycetales; 


ref|NR_024636.1 
2958622 296006 


ref |NR_026537.1 
2967820 296928 


ref|NR_026536.1 
2969338 297081 


ref|NR_026525.1 
eae; 
ref|NR_026524.1 
298615 
omycetales; 
ref|NR_026511.1 
; Microbacteriac 
ref|NR_026508.1 
3010413 301189 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


ref|NR_026500.1 
3022528 302398 
tinomycetales; C 


NR_026492.1 

3033166 303464 
lostridiaceae; C 
ref |NR_026488.1 


eae; Gordoniacea 
ref|NR_026484.1 

3043846 304530 
cetales; Microco 


ref |NR_026483.1 
3045360 304685 
ales; Micrococci 


ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 
ref |NR_026452.1 


; Micrococcaceae 
ref|NR_026451.1 


; Micrococcaceae 
ref |NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref|NR_026445.1 
102586 310404 
Micromo 


w 


ref |NR_026437.1 
3114620 311608 
ales; Micrococci 


gi| 219846842 


riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 
riegelii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; 


Corynebacterium. 


Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Microlunatus 
7 Microlunatus 


Actinomycetales; Propionibacterineae; 


Friedmanniella 
0 Friedmanniella 


tales; Propionibacterineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
Nocardiaceae; 


Nocardia. 
Rhodococcus 
6 2987629 Rhodococcus 


Corynebacterineae; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Modestobacter 
4 Modestobacter 


Frankineae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Clostridium 
4 Clostridium 
lostridium. 

Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Microbacterium 
0 Microbacterium 


ococcineae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Verrucosispora 

7 Verrucosispora 

nosporineae; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


ref|NR_026434.1 
3119211 312059 


Corynebacterium 
3 Corynebacterium 


368600 Bacteria_16S 


strain HK1 0089 1 


Actinobacteria; Actinoba 
368600 Bacteria_16S 


falsenii CCUG 336 


Bacteria; Actinob 


Corynebacterium. 


368600 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 
368600 Bacteria_16S 
mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 
368600 Bacteria_16S 
mastitidis strain 
Bacteria; Actinob 


Corynebacterium. 


368600 Bacteria_16S 
sundsvallense str 


sundsvallense Bac 


Corynebacteriacea 
368600 Bacteria_16S 


lipophiloflavum s 


lipophiloflavum B 
Corynebacteriacea 
368600 Bacteria_16S 


imitans strain 20 


Bacteria; Actinob 


Corynebacterium. 


368600 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


368600 Bacteria_16S 


strain DSM 11140 


strain DSM 43678 


strain DSM 43764 


3133875 3133914 1 
6S ribo 


39 gi 
cteridae; Actinomycetales; Micr 
3148937 3148976 1 39 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


oc 


, 


al 


3153533 3153572 1 
16S rib 


39 gi 


acteria; Actinobacteridae; Actinomycetal 
3208345 3208384 1 39 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3214320 3214359 1 39 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3215842 3215881 1 39 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ia 
e; 


ta 
da 


al 


3225006 3225045 1 39 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3226443 3226482 1 39 


gi 
oc 


6S 3250664 3250703 1 39 


gi 


Stre 
gi 


pt 


6S 3253662 3253701 1 39 


219846833 
somal RNA, partial sequence 3132587 31340 


219846823 


219846820 
osomal RNA, partial sequence 3152235 31537 


219846783 


219846778 


219846777 


219846771 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_1l 219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
368600 Bacteria_1l 219846752 


16S ribosomal RNA, partial sequence 3252379 32538 


ref 


v 
ref 


occineae 


31476 
es; Cory 


ref 


es; Cory 
ref 
1 sequen 


ref 
nce 
omyc 


al seque 
e; Actin 


ref 
32145 


es; Cory 


ref 
32236 
Acti 


es; nomy 


ref 


occineae; In 


ref 


inea 
ref 


osporang 


42 3149116 Coryn 
neba 


neba 


ce 3207052 32085 
Actinomycet 


49 3216020 Coryn 
neba 


89 3225098 Actin 


26 Actinomadura 


NR_026425.1 


rmacoccacea 
NR_026415.1 


cterineae; 


NR_026412.1 


cterineae; C 
NR_026375.1 
1 
ales; Coryne 
NR_026370.1 

321302 
etales; Cory 


NR_026369.1 
e 


cterineae; C 


NR_026363.1 
fo} 
cineae; Acti 
NR_026362.1 


trasporangia 
NR_026346.1 


e; Streptosp 
NR_026344.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 
368600 Bacteria_16S 3255159 3255198 1 39 gi|219846751|ref|NR_026343.1 


strain DSM 43067 


Actinomadura. 


368600 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


368600 Bacteria_16S 


strain 1A-C 16S r 


strain DSM 44140 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


368600 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
368600 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


Strept 
3288483 3288522 1 39 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3311378 3311417 1 39 gi 
ibosomal RNA, partial sequence 


en 
he 


oc 


3321967 3322006 1 39 


gi 
ne 
3325022 3325061 1 39 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 

3326549 3326588 1 39 gi 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


qu 
ti 


en 
al 


3328070 3328109 1 39 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 


al 
e; 


368600 Bacteria_16S 


16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846729 


219846713 
3310081 33114 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


368600 Bacteria_16S 219846702 


219846701 


219846700 


osporanginea 
ref 
ce 32871 
rmodesulfovi 
ref 
7 Bo 
ref 


occineae 


bacterineae; 
ref 
ence 

nomycetales; 
ref 
ce 33252 
es; Micromon 
ref 
sequenc 
Actinomycet 


3331118 33311571 39 


gi 


219846698 


ref 


21 Actinomadura 


3323723 33251 


49 3326720 Dacty 


e 3326771 33282 


e; Thermomon 


NR_026321.1 


91 3288591 Thermo 


brio. 
NR_026305.1 


goriellaceae 
NR_026297.1 


Gordoniacea 
NR_026294.1 
9 
Micromonosp 
NR_026293.1 
1 
osporineae; 


NR_026292.1 
3 
mi 


ales; Micro 


NR_026290.1 


e 


eS 
Cc 


Demetria terragena 


43 Demetria terragena Bacteria; 
De 


; Demetria. 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


cteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Terracoccus. 
3176407 3176446 1 39 gi|219846804|ref|NR_026396.1| Corynebacterium 
n DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
3206821 3206860 1 39 gi|219846784|ref|NR_026376.1| Corynebacterium 
S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 


orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Actinomyces europaeus 
myces europaeus 


nomycetaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 
onosporineae; 


Pilimelia terevasa 


strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 


368600 Bacteria_16S 3332646 3332685 1 39 gi|219846697|ref|NR_026289.1| Pilimelia anulata 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
368600 Bacteria_16S 3334141 3334180 1 39 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
368600 Bacteria_16S 3335635 3335674 1 39 gi| 219846695 |ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

368600 Bacteria_16S 3337131 33371701 39 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
368600 Bacteria_16S 3338641 3338680 1 39 gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

368600 Bacteria_16S 3340153 3340192 1 39 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

368600 Bacteria_16S 3341676 3341715 1 39 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

368600 Bacteria_16S 3344722 33447611 39 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

368600 Bacteria_16S 3346250 3346289 1 39 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

368600 Bacteria_16S 3347776 3347815 1 39 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

368600 Bacteria_16S 3349302 3349341 1 39 gi| 219846685 |ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

368600 Bacteria_16S 3355446 3355485 1 39 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

368600 Bacteria_16S 3358569 3358608 1 39 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

368600 Bacteria_16S 3360133 3360172 1 39 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

368600 Bacteria_16S 3367790 3367829 1 39 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

368600 Bacteria_16S 3369288 3369327 1 39 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

368600 Bacteria_16S 3370786 3370825 1 39 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

368600 Bacteria_16S 3372283 3372322 1 39 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 

368600 Bacteria_16S 3378371 3378410 1 39 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 


strain M17C 16S r 


ibosomal RNA, partial sequence 


3377063 3378542 Kytococcus sedentarius Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 


368600 Bacteria_16S 3381440 3381479 1 39 gi 
strain DSM 44015 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
368600 Bacteria_16S 3394968 3395007 1 39 gi 
strain DSM 2062 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 3396477 3396516 1 39 gi 
citrea strain DSM 43110 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Promicromonospora 
368600 Bacteria_16S 
strain DSM 43852 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 3399507 3399546 1 39 gi 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
368600 Bacteria_16S 
strain DSM 20119 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 3404106 3404145 1 39 gi 
strain DSM 20138 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 3405636 3405675 1 39 gi 
histidinolovorans strain DSM 20115 16S ribosomal RNA, p 
histidinolovorans Bacteria; Actinobacteria; Actinobacte 
Micrococcaceae; Arthrobacter. 

368600 Bacteria_16S 3407163 3407202 1 
strain DSM 20116 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 3417728 3417767 1 39 gi 
hordeovulneris strain CIP 103149 16S ribosomal RNA, par 
hordeovulneris Bacteria; Actinobacteria; Actinobacterid 
Actinomycetaceae; Actinomyces. 

368600 Bacteria_16S 3432467 3432506 1 39 gi 
amycolatum strain CIP 103452 16S ribosomal RNA, partial 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

368600 Bacteria_16S 3435273 3435312 1 39 gi 
pilosum strain ATCC 29592 16S ribosomal RNA, partial se 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 
368600 Bacteria_16S 3436707 3436746 1 
strain DZZM 328 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 
368600 Bacteria_16S 
strain DSM 20315 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 3454974 3455013 1 39 gi 
strain DSM 20032 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 3456503 3456542 1 39 gi 
strain DSM 20550 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 3459526 3459565 1 39 gi 
protophormiae strain DSM 20168 16S ribosomal RNA, parti 
protophormiae Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Arthrobacter. 

368600 Bacteria_16S 3461046 3461085 1 39 gi 
nicotinovorans strain DSM 420 16S ribosomal RNA, comple 
nicotinovorans Bacteria; Actinobacteria; Actinobacterid 
Micrococcaceae; Arthrobacter. 

368600 Bacteria_16S 3462568 3462607 1 
strain DSM 20546 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 3464090 3464129 1 39 gi 


al 


oc 


en 
al 


3397980 3398019 1 39 gi 
oc 


s 


3402568 3402607 1 39 gi 


oc 


oc 


ar 
ri 


39 gi 
oc 
ti 


ae 


s 
Ac 


qu 
in 
39 gi 


ne 


3453448 3453487 1 39 gi 


oc 


oc 


oc 
al 
e; 
te 
ae 
39 gi 


oc 


polychromogenes s 
polychromogenes B 


Micrococcaceae; Arthrobacter. 
368600 Bacteria_16S 


ti 
da 


train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


219846662 


es; 


219846649 
6S ribosomal RNA, partial sequence 3393663 33951 
occineae 
219846648 


ce 
es; 


219846647 
16S ribosomal RNA, partial sequence 3396701 33981 
occineae 
219846646 
equence 
Actinomyc 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
occineae 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
occineae 
219846642 
tial seq 
dae; 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
occineae 
219846633 


al 


’ 


219846623 
equence 
tinomyce 


219846620 
ence 
omycetal 


219846619 
6S ribosomal RNA, partial sequence 3435424 34367 
bacterin 


219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
occineae 
219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
occineae 
219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
occineae 
219846603 
sequenc 
Actinomycet 


219846602 
sequenc 
Actino: 


v 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
occineae 
219846600 


al 
e; 


3465614 3465653 1 39 gi 


219846599 


Actino: 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026241.1 


33801 
Cory 


; Brevibacteriac 
ref|NR_026240.1 
98 3396650 Promic 
ococcineae; Pro 


33951 
Micr 


ref|NR_026239.1 


; Cellulomonadac 
ref |NR_026238.1 

3398202 339968 
etales; Micrococ 


ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
Actinomycetales; Mi 
ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref |NR_026225.1 
nce 341641 
myce Actin 


seque 
tales; 


NR_026215.1 
3431175 343257 
tales; Corynebac 


NR_026212.1 
3433993 343537 
es; Corynebacter 


ref |NR_026211.1 


eae; Corynebacte 


ref|NR_026200.1 


7 Mi 
ref 


crococcaceae 
NR_026199.1 


7 Mi 
ref 


crococcaceae 
NR_026198.1 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref |NR_026192.1 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


micromonosporaceae Hi 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter oxydans 


oxydans Bacteria; 


, 


Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


’ 


Arthrobacter. 
Actinomyces 

6 3417841 Actinomyces 
omycineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter agilis 


68 Arthrobacter agilis Bacteria; 


, 


Arthrobacter. 
Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 


nce 34 
omycetales; 


seque 
Actin 


ref 


627 
Mic 


NR_026191.1 


8 
xr 


4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


368600 Bacteria_16S 
nicotianae strain 
nicotianae Bacter 


Arthrobacter. 


368600 Bacteria_16S 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


crystallopoietes 
crystallopoietes 


3467136 34671751 39 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
3468658 3468697 1 


39 gi 


Micrococcaceae; Arthrobacter. 


368600 Bacteria_16S 


strain DSM 20133 


Arthrobacter. 


368600 Bacteria_16S 


strain DSM 43205 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 


strain DSM 4954 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
368600 Bacteria_16S 3477795 3477834 1 39 gi| 219846591 |ref|NR_026183.1 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 347797 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

368600 Bacteria_16S 3482280 3482319 1 39 gi|219846588|ref|NR_026180.1 
strain NCTC 11636 16S ribosomal RNA, partial sequence 3480966 3482380 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
368600 Bacteria_16S 3488423 3488462 1 39 gi|219846584|ref|NR_026176.1 


strain DSM 3133 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
368600 Bacteria_16S 3493025 3493064 1 39 gi| 219846581 |ref|NR_026173.1 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 349320 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacteriaceae; Mycobacterium. 

368600 Bacteria_16S 3495951 3495990 1 39 gi|219846579|ref|NR_026171.1 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermocrispum. 

368600 Bacteria_16S 3499002 3499041 1 39 gi|219846577|ref|NR_026169.1 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
368600 Bacteria_16S 3503393 3503432 1 39 gi|219846574|ref|NR_026166.1 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 35035 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
368600 Bacteria_16S 3504921 3504960 1 39 gi|219846573|ref|NR_026165.1 


strain DSM 43045 


strain DSM 20145 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


368600 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


368600 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


368600 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


3470184 3470223 1 39 gi 


3471704 3471743 1 39 gi 


ria; Actinobacteria; Actinobacteridae; 


3473211 34732501 39 gi 


3474746 3474785 1 
16S ribosomal RNA, 


39 gi 
complete sequence 
3476269 3476308 1 


39 gi 


n DSM 20124 16S ribosomal RNA, partial 


219846598 
sequence 
Ac 


219846597 
rt 
idae; 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 
globiformis strai 
globiformis Bacte 


oc 
219846595 
sequence 


219846594 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 


ne 
219846593 

34734 
ne 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 


tinomyce 


ial sequ 
Acti 


occineae 


Actinomyc 


bacterin 


bacterin 


tale 


ref 
ence 
nomycetales 
ref|NR_026188.1 
48 Arthrobacter 
Micrococcacea 


etal 


ref|NR_026186.1 
eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026184.1 


3506448 3506487 1 39 gi 


3507966 3508005 1 39 gi 
DSM 20166 16S ribosomal RNA, partial s 


3509487 3509526 1 39 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 

3511007 3511046 1 
DSM 2053 
a; Actin 


, 
39 gi 
0 16S ribosomal RNA, partial s 


3512531 35125701 
SM 20427 
Actino 


39 gi 
16S ribosomal RNA, partial se 
bacteria; Actinobacteridae; Ac 


v 


368600 Bacteria_16S 


3514055 3514094 1 39 gi 


a; Actinobacteria; Actinobacteridae; Act 


obacteria; Actinobacteridae; Act 


6S ribosomal RNA, partial sequence 3487117 34886 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 


oc 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
368600 Bacteria_16S 


oc 
219846571 
equence 
inomycet 


219846570 
1 sequence 
; Actinomy 
219846569 
equence 

inomycet 


219846568 
quence 
tinomyceta 


219846567 


occineae 


occineae 


7 Mi 
ref 


crobacteriac 
NR_026164.1 
; Microbacteriac 
ref|NR_026163.1 

3506673 350814 
ales; Micrococci 
ref|NR_026162.1 

3508192 350966 
cetales; Microco 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


, 


ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


v 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Mycobacterium 

9 Mycobacterium 

ynebacterineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


ref|NR_026159.1 


Rathayibacter rathayi 


strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 


368600 Bacteria_ 


strain DSM 7486 1 


368600 Bacteria_ 
strain DSM 20542 


16S 3515579 3515618 1 39 gi|219846566|ref|NR_026158.1 
6S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
16S 3517098 3517137 1 39 gi| 219846565 |ref|NR_026157.1 


368600 Bacteria_ 
strain DSM 20528 


368600 Bacteria_ 


hyovaginalis stra 
hyovaginalis Bact 


Actinomycetaceae; 
368600 Bacteria_ 
hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 


368600 Bacteria_16S 
strain 1066 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 
komossense strain 
Bacteria; Actinob 


Mycobacterium. 


368600 Bacteria_16S 
subsp. paratuberc 
avium subsp. para 
Corynebacterineae 
368600 Bacteria_16S 
strain 3015 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
368600 Bacteria_16S 


strain ATCC 35799 


Bacteria; Actinob 


Mycobacterium. 


368600 Bacteria_16S 


strain ATCC 43910 


Bacteria; Actinob 


Mycobacterium. 


368600 Bacteria_16S 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


bohemicum strain 


bohemicum Bacteri 


Mycobacteriaceae; 


368600 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


368600 Bacteria_16S 


auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 


368600 Bacteria_16S 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


368600 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


368600 Bacteria_16S 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 


368600 Bacteria_16S 
ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


368600 Bacteria_16S 


strain FD 25934 1 
Actinobacteria; A 
Actinomadura. 


16S 3518620 3518659 1 39 gi 


16S 3602762 3602801 1 39 gi 


Actinomyces. 


16S 3608801 3608840 1 39 gi 


Mycobacterium. 
3616374 3616413 1 39 
ibosomal RNA, partial sequence 


gi 
36 
3617884 3617923 1 


39 gi 


3623514 3623553 1 39 gi 
ulosis strain 5617 16S ribosomal RNA, 


v 
3625015 3625054 1 39 
ibosomal RNA, partial sequence 


gi 
36 


3626560 3626599 1 
16S ribosomal RNA, 


39 gi 
complete sequence 


3637305 3637344 1 39 gi 
16S ribosomal RNA, partial sequence 


3664898 3664937 1 39 gi 


Mycobacterium. 

3690685 3690724 1 39 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3713241 3713280 1 39 gi 


gi 


3714702 37147411 39 gi 


e; Actinoplanes. 


3722245 3722284 1 39 gi 


3725296 3725335 1 39 gi 
rain A-184 16S ribosomal RNA, partial 


Actinomadura. 
3726757 3726796 1 


ae; 


39 gi 


Actinomadura. 
3728209 3728248 1 


ae; 


39 gi 


ctinobacteridae; Actinomycetales; 


368600 Bacteria_16S 


3729664 3729703 1 39 gi 


in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 


acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


3689398 36908 


in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 


3849 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


cteria; Actinobacteria; Actinobacterid 


6S ribosomal RNA, partial sequence 3726957 37283 
Stre 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219846564 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219846505 
1 


219846500 
equence 


219846495 
15060 36165 
ne 
219846494 
ce 36165 
ales; 
219846490 
pa 
Actinobac 
ob 
219846489 
23734 36252 
ne 
219846488 

36252 


ales; 


219846481 
36360 
ales; Cory 
219846462 
equence 
inomycet 


219846444 


219846428 
ence 37119 
ales; Micr 


219846427 
equence 
ae; Actino 


’ 


219846420 
ce 37209 
ales; Cory 
219846418 
sequence 

ae; Actino 
219846417 
al sequenc 
e; Actinom 


219846416 


ptosporang 


occineae; 


occineae 


sequence 
Actinomy 


inomycet 


bacterin 


Cory 


rtial se 


acterium avi 


bacterin 


Cory 


crobacteria 
NR_026156.1 


7 Mi 
ref 
; Microbacteria 
ref|NR_026097.1 

3601450 36029 
cetales; Actino 


ref|NR_026092.1 


ales; 


ref |NR_026087.1 
15 Mycobacterium 
eae; 
ref|NR_026086.1 
66 3618027 Mycob 
nebacterineae; 


ref 
quen 
teri 


NR_026082.1 
ce 362222 
dae; Actino 
um complex ( 
ref |NR_026081.1 
17 Mycobacterium 
eae; Mycobacter 
ref|NR_026080.1 
68 3626729 Mycob 
nebacterineae; 


ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; 


ref|NR_026054.1 
3663577 366509 
ales; Corynebact 


v 


ref|NR_026035.1 


ref|NR_026019.1 
82 3713392 Actino 
omonosporineae; 


NR_026018.1 
3713443 371485 
mycetales; Micro 


ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


ref|NR_026009.1 
3724040 372545 
mycetales; Strep 


ref|NR_026008.1 
e 3725501 372690 
ycetales; Strept 


ref|NR_026007.1 
59 Actinomadura 


ineae; Thermomon 


219846415 


luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 


4 
mycineae; 


3607525 360892 
Corynebact 


Mycobacteri 


a 
M 


i 


a 
M 


M 


Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
c 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 
c 


eae; Curtobacterium. 
Actinomyces 
5 Actinomyces 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 


erineae; 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 


osporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


ref|NR_026006.1 
3728410 372981 


Actinomadura 
8 Actinomadura 


luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporace 


368600 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


368600 Bacteria_16S 


strain IFO 14679 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


368600 Bacteria_16S 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


368600 Bacteria_16S 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


368600 Bacteria_16S 


strain IFO 14097 


Actinobacteria; Actinobacteridae; Actinomycetales; 
eria 1 


368600 Bact 
strain IFO 14525 


Actinobacteria; Actinobacteridae; Actinomycetales; 
eria 1 


368600 Bact 
strain IFO 14345 


368600 Bact 
strain IFO 14094 


Actinobacteria; Actinobacteridae; Actinomycetales; 
eria 1 


368600 Bact 
strain IFO 14745 


Actinobacteria; Actinobacteridae; Actinomycetales; 
368600 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


368600 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


368600 Bacteria_16S 


michiganensis sub 


ae; Actinomadura. 

3731121 3731160 1 39 gi 
IFO 14095 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

ae; Actinocorallia. 

3732577 3732616 1 39 gi 

16S ribosomal RNA, partial sequence 37 


3734039 3734078 1 39 gi 


Actinomadura. 
3735505 3735544 1 


ae; 


39 gi 


eae; Microbispora. 


3736963 3737002 1 39 gi 


6S 3738424 3738463 1 39 gi 


6S 3739889 3739928 1 39 gi 


6S 3744280 3744319 1 39 gi 


6S 3748667 3748706 1 39 gi 


3753232 37532711 39 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759280 3759319 1 39 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3769725 3769764 1 39 gi 
species tessellarius strain 78181 16S 


gi 


Stre 


Stre 


219846414 
sequence 
Actinomy 


219846413 
31323 37327 
ptospora 


219846412 
equence 
; Actino 
219846411 
quence 

e; Actin 


219846410 


16S ribosomal RNA, partial sequence 3735706 37371 
Stre 


ptosporang 
219846409 


16S ribosomal RNA, partial sequence 3737165 37385 
Stre 


ptosporang 
219846408 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 
eria 1 


ptosporang 
219846405 


16S ribosomal RNA, partial sequence 3743020 37444 
Stre 


ptosporang 
219846402 


16S ribosomal RNA, partial sequence 3747408 37488 
Stre 


ptosporang 
219846397 


3751943 37534 


219846393 


3757993 37594 


219846385 
ribosomal 


ce 


ng 


my’ 


omycet 


ref|NR_026005.1 
3729869 373127 
tales; 


ref|NR_026004.1 


ineae; 
ref |NR_026003.1 

3732782 373419 
cetales; 


ref|NR_026002.1 

3734241 373565 
ales; Strept 
ref|NR_026001.1 


inea 
ref 


e; Streptosp 
NR_026000.1 


inea 
ref 


e; Streptosp 
NR_025999.1 


inea 
ref 


e; Streptosp 
NR_025996.1 


inea 
ref 


e; Streptosp 
NR_025993.1 


inea 
ref 


e; Streptosp 
NR_025988.1 


ref 


NR_025984.1 


ref 
RNA, 


NR_025976.1 
partial seq 


Streptosp 


Strepto 


Streptosporangineae; 


Actinocorallia 
2 Actinocorallia 
orangineae; 


Actinomadura coerulea 


31 Actinomadura coerulea Bacteria; 
Thermomon 


osporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


Microbispora rosea 
5 Microbispora rosea 


osporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


368600 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


368600 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


368600 Bacteria_16S 


strain IFO 15474 
Actinobacteria; A 
Herbidospora. 


368600 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


368600 Bacteria_16S 


strain CM2104 16S 
Actinobacteria; A 


368600 Bacteria_16S 


strain 20-5 16S r 
Actinobacteria; A 


368600 Bacteria_16S 
LTA-388 16S ribosomal RNA, partial se 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


368600 Bacteria_16S 


strain JC2056 16S 


Micrococcineae; Microbacteriaceae; 
3778912 3778951 1 39 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; 
3840936 3840975 1 


gi 


Thermotoga. 
39 gi 


3902084 3902123 1 39 gi 


ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
4024521 4024560 1 39 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
4039745 4039784 1 39 


gi 


gi 


ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

4050364 4050403 1 39 
ribosomal RNA, partial sequence 


gi 


4051788 4051827 1 39 gi 


Cla 


B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


vibacter. 
219846378 


3777587 37790 


219846335 
ce 38396 
ales; Fran 


219846294 


16S ribosomal RNA, partial sequence 3900794 39022 
ctinobacteridae; Actinomycetales; Streptosporang 
3918551 3918590 1 39 gi| 219846282 
rain YU 127-1 16S ribosomal RNA, partial sequenc 
cteria; Actinobacteria; Actinobacteridae; Actino: 
e; Spirilliplanes. 
4012414 4012453 1 39 gi|219846215 


4011119 40125 
Micr 


ococcineae 
219846207 


4023267 40246 
Micr 


ococcineae 
219846197 
quence 
Actinomyce 


219846187 


4049074 40504 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
368600 Bacteria_16S 


ionibacter 
219846186 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 


ref|NR_025969.1 


ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref |NR_025884.1 
68 Herbidospora 
ineae; Streptosp 
ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 


ref|NR_025805.1 


; In 
ref 


trasporangia 
NR_025797.1 
; Microbacteriac 
ref|NR_025787.1 
4038441 403994 
tales; Corynebac 


ref|NR_025777.1 
53 Nocardioides 
ineae; Nocardioi 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 
Spirilliplanes 
6 Spirilliplanes 


monosporineae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Mycobacterium 
7 Mycobacterium 
terineae; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 


ref|NR_025776.1 
4050504 405187 


Nocardioides 
7 Nocardioides 


ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 


368600 Bacteria_16S 
strain JC1078 16S 


368600 Bacteria_16S 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 40594 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


4054755 40547941 


4059284 4059323 1 


Micrococcaceae; Citricoccus. 


368600 Bacteria_16S 


4063790 4063829 1 


39 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; 


39 


39 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
368600 Bacteria_16S 
strain SGT-39 16S 


368600 Bacteria_16S 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 
368600 Bacteria_16S 
strain AS 4.1860 


368600 Bacteria_16S 


strain HD9 16S ribosomal 
Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_16S 


strain DSA1 16S ribosomal 
Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_16S 


permense strain VKM Ac-2280 16S 


permense Bacteria; 
Brevibacterium. 
368600 Bacteria_16S 
strain W4937 16S 


368600 Bacteria_16S 


strain KMM 3637 16S ribo 
Actinobacteria; Actinoba 


368600 Bacteria_16S 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacter 
Actinomycetales; Micrococcineae; Micrococcaceae; 


Actinobacteridae; 
368600 Bacteria_16S 


algeriensis strain SA 233 16S ribosomal RNA, partial sequence 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
368600 Bacteria_16S 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
368600 Bacteria_16S 


ribosomal RNA, 
Actinobacteria; Actinoba 


4069877 4069916 1 


4074397 4074436 1 


4075885 4075924 1 


4110610 4110649 1 


4112176 41122151 


4113716 41137551 


4116622 41166611 


4121270 4121309 1 


4125890 4125929 1 


4211445 42114841 


Saccharothrix. 
4219092 42191311 


Actinomadura. 
4234251 42342901 


39 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; 


39 


strain HSC68 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


39 


39 


RNA, partial sequence 


39 


RNA, partial sequence 


39 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


39 


partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


39 


39 


39 


39 


39 


strain M175 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


368600 Bacteria_16S 
strain C3H-21 16S 


368600 Bacteria_16S 


guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 
368600 Bacteria_16S 


strain Ifremer A365 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


368600 Bacteria_16S 


strain CTCBS1 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


368600 Bacteria_16S 


strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


368600 Bacteria_16S 


thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 


4244768 4244807 1 


37608 37646 1 


42123 42161 1 


45124 45162 1 
58881 58919 1 


76925 76959 1 


39 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


39 


39 


39 


complete sequence 


39 


35 


219846184 |ref 


gi 


4053509 4054929 Serinicoccus 


219846181|ref 


gi 


219846177 |ref 


gi 


complete sequence 4062487 40639 
Actinomycetales; 


219846173 |ref 


gi 


NR_025774.1 


NR_025771.1 


NR_025767.1 


NR_025763.1 


Serinicoccus marinus 


marinus Bacteria; 


Serinicoccus. 
Citricoccus 


48 Citricoccus 
Micrococcineae; 


Mycobacterium 


92 Mycobacterium 
Corynebacterineae; 


Aquicella lusitana 


4068567 4070048 Aquicella lusitana Bacteria; 


219846170 
sequence 


gi ref 


219846169 |ref 


gi 


219846145 |ref 


gi 


Aquicella. 


Actinomycetales; 


NR_025760.1 


NR_025759.1 


NR_025735.1 


Nocardiaceae; 


Mycobacterium 


4073095 4074562 Mycobacterium 
Corynebacterineae; 


Nocardia xishanensis 


16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardia. 
Kribbella jejuensis 


4109294 4110810 Kribbella jejuensis Bacteria; 


Propionibacterineae; 


219846144 |ref 


gi 


NR_025734.1 


Nocardioidaceae; 


Kribbella. 
Kribbella solani 


4110861 4112376 Kribbella solani Bacteria; 


Propionibacterinea 
gi|219846142|ref 


219846140|ref 


gi 


sequence 4112427 411388 


e; Nocardioi 
NR_025732.1 


NR_025730.1 


Micrococcineae; 


daceae; Kribbella. 
Brevibacterium 

5 Brevibacterium 
Brevibacteriaceae; 


Rhodococcus gordoniae 


4115405 4116807 Rhodococcus gordoniae Bacteria; 


219846137 |ref 


gi 


Br 
ref 


gi|219846133 


Ko 


gi| 219846068 |ref 


Actinomycetal 


219846062 |ref 


gi 
Actinomyceta 


219846046 |ref 


gi 


4232932 4234422 Mycobacterium 


Corynebacterineae; 
gi| 219722939 |ref 


4210162 421159 


4217823 421929 


NR_025727.1 


evibacteriac 
NR_025723.1 


curia. 
NR_025658.1 


es; Pseudono 
NR_025652.1 
les; Strepto 
NR_025636.1 


Mycobacteri 
NR_024571.1 


Nocardiaceae; 


Rhodococcus. 
Brevibacterium celere 


somal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
cteridae; Actinomycetales; Micrococcineae; 


eae; Brevibacterium. 
Kocuria marina strain 
ia; Actinobacteria; 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Brachybacterium muris 


4243475 4244883 Brachybacterium muris Bacteria; 


Micrococcineae; De 
gi| 265679039 |ref 


Rhodobacte 


265679036 
40774 


gi ref 


gi| 265679034 
43805 45323 


ref 


265679025 
57580 


gi ref 


42243 


59029 
Thiocystis. 


rmabacterace 
NR_029347.1 
37736 
rales; Rhodo 
NR_029344.1 
Vibrio 


NR_029342.1 
Carnimona 


NR_029333.1 
Thiocy 


265679013|ref 


gi 


75652 


ae; Brachybacterium. 
Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Vibrio pectenicida 
pectenicida Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 
Halomonadaceae; 


Ss. 
Thiocystis violacea 
stis violacea Bacteria; 


NR_029321.1 
77039 


Chlorobaculum 
Chlorobaculum 


thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 


368600 Bacteria_16S 82812 82850 1 39 gi|265679009|ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

368600 Bacteria_16S 90361 90395 1 35 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

368600 Bacteria_16S 96600 96638 1 39 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

368600 Bacteria_16S 111818 111856 1 39 gi|265678988|ref|NR_029296.1| Treponema maltophilum 


strain BR 16S rib 
Spirochaetes; Spi 


110499 11199 
Spirochaetaceae; Treponema. 


osomal RNA, partial sequence 
rochaetales; 


2 Treponema maltophilum Bacteria; 


368600 Bacteria_16S 128703 128741 1 39 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

368600 Bacteria_16S 146874 146912 1 39 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

368600 Bacteria_16S 152941 152979 1 39 gi| 265678961 |ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 169911 169949 1 39 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 


strain Fowl 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Vibrionales; 
368600 Bacteria_16S 172896 172934 1 39 

strain PB 1 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Vibrionales; 
368600 Bacteria_16S 191180 191218 1 39 gi| 265678936 
strain BG8 16S ribosomal RNA, partial sequence 189853 19130 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 
368600 Bacteria_16S 194200 194238 1 39 gi| 265678934 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partia 


168553 16998 
Vibrionaceae; 
gi| 265678948 
171556 17300 
Vibrionaceae; 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; Methylobacter. 

368600 Bacteria_16S 197221 197259 1 39 gi| 265678932 
strain A30 16S ribosomal RNA, partial sequence 195893 19735 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 
368600 Bacteria_16S 223496 223534 1 39 gi| 265678914 


strain 40 16S rib 


osomal RNA, partial sequence 222148 22363 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
368600 Bacteria_16S 233982 234020 1 39 gi| 265678907 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Rhodobacter. 

368600 Bacteria_16S 251074 251112 1 39 gi| 265678895 
strain Benl02 16S ribosomal RNA, partial sequence 249819 25124 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
368600 Bacteria_16S 252556 252594 1 39 gi| 265678894 
strain Benl04 16S ribosomal RNA, partial sequence 251300 25272 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
368600 Bacteria_16S 254031 254069 1 39 gi| 265678893 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodob 
Amaricoccus. 

368600 Bacteria_16S 260009 260047 1 39 gi| 265678889 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial seque 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; R 
Ruegeria. 

368600 Bacteria_16S 294824 294858 1 35 gi| 265678864 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorob 
368600 Bacteria_16S 299299 299337 1 39 gi| 265678861 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmata 
368600 Bacteria_16S 351164 351202 1 39 gi| 265678824 


Vv 


Vv 


ibri 
ref 


oO. 
NR_029256.1 
dora 
ref 


Oo. 
NR_029244.1 


acea 
ref 
1 se 


NR_029242.1 
quence 


5 Vibrio metschnikovii Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 
e; Methylomi 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 
ref |NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 
ibrio. 
ref |NR_029215.1] Rhodobacter 
232719 234184 Rhodobacter 
acterales; Rhodobacteraceae; 
ref|NR_029203.1| Amaricoccus veronensis 
9 Amaricoccus veronensis Bacteria; 
aceae; Amaricoccus. 
ref|NR_029202.1| Amaricoccus macauensis 
6 Amaricoccus macauensis Bacteria; 
aceae; Amaricoccus. 
ref|NR_029201.1| Amaricoccus 
252777 254201 Amaricoccus 
acterales; Rhodobacteraceae; 
ref|NR_029197.1| Ruegeria 
nce 258782 260120 Ruegeria 
hodobacterales; Rhodobacteraceae; 
ref|NR_029170.1| Prosthecochloris 
293547 295005 Prosthecochloris 
iaceae; Prosthecochloris. 
ref|NR_029167.1] Anaeroplasma 
298000 299445 Anaeroplasma 
les; Anaeroplasmataceae; Anaeroplasma. 
ref|NR_029129.1| Paracoccus kocurii 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 


Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 


Ss. 


368600 Bacteria_16S 352620 352658 1 39 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

368600 Bacteria_16S 358423 358461 1 39 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

368600 Bacteria_16S 363048 363086 1 39 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

368600 Bacteria_16S 365957 365995 1 39 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

368600 Bacteria_16S 367465 367503 1 39 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

368600 Bacteria_16S 371930 371968 1 39 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

368600 Bacteria_16S 379518 379556 1 39 gi|265678802|ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

368600 Bacteria_16S 382574 382612 1 39 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

368600 Bacteria_16S 385671 385709 1 39 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

368600 Bacteria_16S 445875 445913 1 39 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

368600 Bacteria_16S 458227 458265 1 39 gi|265678746|ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

368600 Bacteria_16S 459679 459717 1 39 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

368600 Bacteria_16S 471776 471814 1 39 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

368600 Bacteria_16S 482502 482540 1 39 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

368600 Bacteria_16S 487133 487171 1 39 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

368600 Bacteria_16S 488704 488742 1 39 gi| 265678726 |ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

368600 Bacteria_16S 499501 499539 1 39 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

368600 Bacteria_16S 501053 501091 1 39 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

368600 Bacteria_16S 504118 504156 1 39 gi|265678716|ref|NR_029021.1| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

368600 Bacteria_16S 528499 528537 1 39 gi|265678700|ref|NR_029005.1| Enhydrobacter 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

368600 Bacteria_16S 548265 548303 1 39 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
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368600 Bacteria_16S 944607 944645 1 39 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

368600 Bacteria_16S 946170 946208 1 39 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

368600 Bacteria_16S 947734 947772 1 39 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

368600 Bacteria_16S 961654 961692 1 39 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

368600 Bacteria_16S 966281 966319 1 39 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

368600 Bacteria_16S 984535 984573 1 39 gi|265678388|ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

368600 Bacteria_16S 987672 987710 1 39 gi| 265678386 |ref|NR_028688.1| Citrobacter murliniae 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 986336 987865 Citrobacter murliniae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
368600 Bacteria_16S 989252 989290 1 39 gi| 265678385 |ref|NR_028687.1| Citrobacter braakii 
strain 167 16S ribosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

368600 Bacteria_16S 990832 990870 1 39 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 
strain I-75 16S ribosomal RNA, partial sequence 989496 991017 Citrobacter sedlakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

368600 Bacteria_16S 993961 993995 1 35 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

368600 Bacteria_16S 1001646 1001684 1 39 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 
strain JB-A2 16S ribosomal RNA, partial sequence 1000320 1001783 Thiomicrospira frisia Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

368600 Bacteria_16S 1010654 1010692 1 39 gi|265678371|ref|NR_028673.1| Shewanella algae 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

368600 Bacteria_16S 1012201 1012239 1 39 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

368600 Bacteria_16S 1013698 1013736 1 39 gi|265678369|ref|NR_028671.1| Moraxella caviae 
strain GP1l1l 16S ribosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

368600 Bacteria_16S 1015194 1015232 1 39 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

368600 Bacteria_16S 1016690 1016728 1 39 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

368600 Bacteria_16S 1018187 1018225 1 39 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

368600 Bacteria_16S 1027434 1027472 1 39 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 

368600 Bacteria_16S 1119641 1119679 1 39 gi|228716249|ref|NR_027549.1| Escherichia fergusonii 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 1119805 Escherichia fergusonii ATCC 35469 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
368600 Bacteria_16S 1143879 1143917 1 39 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

368600 Bacteria_16S 1145437 1145475 1 39 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
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Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 

Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Deinococcus 

occus radiopugnans ATCC 
einococcus. 

Treponema 
5 Treponema 
ma. 

Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


’ 


’ 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 
Roseobacter litoralis 
Och 149 Bacteria; 
er. 
Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 

bus. 

Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 


ref|NR_027207.1 


Actinobacillus scotiae 


1442329 1443825 Actinobacillus scotiae 


368600 Bacteria_16S 

stenotrophicus strain 
stenotrophicus Ba 
Thalassobacter. 
368600 Bacteria_16S 
doudoroffii strai 
doudoroffii Bacteria; 
368600 Bacteria_16S 

strain SK-1T 16S 
Proteobacteria; G 
368600 Bacteria_16S 
strain JZC3 16S r 
Spirochaetes; Spi 
368600 Bacteria_16S 
strain SW32 16S r 
Proteobacteria; G 
368600 Bacteria_16S 
9187 strain TA 4r 
Bacteria; Proteob 
368600 Bacteria_16S 


51271 16S ribosomal RNA, 


Firmicutes; Clostridia 
368600 Bacteria_16S 
strain PC18 16S r 
Firmicutes; Clostridia 
368600 Bacteria_16S 
strain OMZ833 16S 
Spirochaetes; Spi 
368600 Bacteria_16S 
strain KMM 231 16 
Proteobacteria; G 
368600 Bacteria_16S 
strain KMM 227 16 
Proteobacteria; G 
368600 Bacteria_16S 
subsp. smithia st 
subsp. smithia Ba 
368600 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 
Roseisalinus. 
368600 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 
Loktanella. 
368600 Bacteria_16S 
litoralis strain 
litoralis Bacteri 
368600 Bacteria_16S 
proteolytica stra 
proteolytica Bact 
Pseudomonas. 
368600 Bacteria_16S 
strain CMS 38 16S 
Proteobacteria; G 
368600 Bacteria_16S 
strain CMS 35 16S 
Proteobacteria; G 
368600 Bacteria_16S 
strain 75-80 16S 
Proteobacteria; G 
368600 Bacteria_16S 
strain Albert 199 
Proteobacteria; G 
368600 Bacteria_16S 
strain 16351 16S 
Firmicutes; Clost 
368600 Bacteria_16S 
strain CFBP 2341 
Proteobacteria; G 
368600 Bacteria_16S 


eria; 


eria; 


strain TOl 16S ribosomal RNA, partial sequence 


cteria; Proteobacteria; Alphaproteobac 
n MBIC1298 16S ribosomal RNA, partial 
Proteobacteria; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ibosomal RNA, partial sequence 
rochaetales; 


ibosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Aeromona 


ibosomal RNA, partial sequence 
ribosomal RNA, partial sequence 
rochaetales; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


rain AS20/1/1 16S ribosomal RNA, parti 
cteria; 


n EL-88 16S ribosomal RNA, partial seq 


ria; Proteobacteria; Alphaproteobacter 


in LMG 22007 16S ribosomal RNA, partia 


DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


in CMS 64 16S ribosomal RNA, partial s 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


ribosomal RNA, partial sequence 
ridia; 


16S ribosomal RNA, partial sequence 1693968 16954 
ammaproteobacteria; Pseudomonadales; P 


1445137 1445175 1 39 gi 
5SM22 16S ribosomal RNA, partial 


224581424 
sequence 
teria; 
1455748 1455786 1 39 224581417 
sequence 
ia; Ae 
224581413 
1458766 14602 
Enterobac 
gi| 224581408 
1466484 14678 
Spirochaetaceae; Treponema. 

1484472 1484510 1 39 gi|219857506 
1483159 14846 


gi 


Gammaproteobacter 
1460080 1460118 1 39 gi 


1467739 1467777 1 39 


dales; Aer 
1499574 1499612 1 39 gi| 219846656 
complete sequence 1498269 1499735 Caton 
; Clostridiales; Lachnospiraceae; C 
1518944 1518982 1 39 gi|219857618 
1517647 15191 
; Clostridiales; Lachnospiraceae; Hespellia 
1523531 1523569 1 39 gi| 219857543 
1522207 15236 
Spirochaetaceae; Treponema. 
1546466 1546504 1 39 gi|219857261 
1545151 15466 
Idiomarinac 
gi| 219857260 
1546665 15481 
Idiomarinac 
gi| 219878156 
al sequenc 
teria; Aer 
219878469 
uence 
ia; Rhodob 


1547981 1548019 1 39 


1571814 1571852 1 39 


Proteobacteria; 
1611548 1611586 1 


Gammaproteobac 
39 gi 


, 


1613028 1613066 1 39 219878468 
1 sequence 


ria; Rhodo 


gi 
Proteobacteria; Alphaproteobacte 


1634295 1634333 1 39 219878454 
equence 
; Aeromona 
219878449 
equence 


ria; Pseud 


gi 


1641838 1641876 1 39 gi 


Proteobacteria; Gammaproteobacte 


1643400 1643438 1 39 gi| 219878448 
1642082 16435 
seudomonad 
gi|219878447 
1643643 16451 
seudomonad 
gi|219878435 
1658880 16603 
onaceae; G 
219878430 
16665 
Enterobac 
gi|219878428 
1669639 16711 
Clostridiaceae; Clostridiu 


39 gi|219878411 


1644961 1644999 1 39 


1660205 1660243 1 39 


1667885 1667923 1 39 gi 


1670964 1671002 1 39 


Clostridiales; 
1695280 1695318 1 


seudomonad 


Rho 


romo 


atonella. 


ref |NR_027205.1 


dobacterales; 
ref|NR_027198.1 

1454432 14559 
nadales; Aeromo 
ref|NR_027194.1 
46 Xenorhabdus j 
teriaceae; Xeno 
ref|NR_027189.1 
91 Treponema put 


ref|NR_025094.1 


omon 
ref 
ella 


adaceae; To 
NR_026248.1 
morbi ATCC 


ref|NR_025207.1 


ref |NR_025131.1 


ref|NR_024892.1 


Idiomarina. 
NR_024891.1 


eae; 
ref 


eae; Idiomarina 
ref|NR_025295.1 
e 1570477 15719 
omonadales; Aer 
ref|NR_025608.1 
1610323 16117 
acterales; Rhod 


ref|NR_025607.1 
1611794 161320 
bacterales; Rho 


ref|NR_025593.1 
1632974 163447 
dales; Aeromona 
ref|NR_025588.1 

1640520 164203 
omonadales; Pse 
ref |NR_025587.1 
acea 
ref 


e; Pseudomo 
NR_025586.1 


acea 
ref 


e; Pseudomo 
NR_025574.1 


rimontia. 
ref|NR_025569.1 
70 1668063 Esche 
teriaceae; Esche 
ref|NR_025567.1 


ref|NR_025550.1 


aceae; Pseudomon 


1696824 1696862 1 39 gi| 219878410 


ref|NR_025549.1 


1443876 144534 
Rh 


1 
n 


r 


1 


8 
oO 


4 
oO 


d 


d 


UL 


r 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Xenorhabdus japonica 
aponica Bacteria; 
habdus. 
Treponema putidum 
idum Bacteria; 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 
1496535 1496573 1 39 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 
16S ribosomal RNA, complete sequence 1495267 1496682 Tolumonas auensis DSM 9187 


umonas. 
Catonella morbi ATCC 
51271 Bacteria; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 
obacteraceae; 


Oceanisphaera 

9 Oceanisphaera 
aceae; Oceanisphaera. 
Pseudomonas 

1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
n 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
n 


as. 
Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Clostridium bolteae 


36 Clostridium bolteae Bacteria; 
m. 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


1695512 1697005 Pseudomonas tremae Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


368600 Bacteria_16S 
strain R-8904 16S 


368600 Bacteria_16S 
strain LMG 3475 1 
Proteobacteria; 
368600 Bacteria_16S 


xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 
xylanivorans Bacteria; 


368600 Bacteria_16S 


1712078 1712116 1 


1725884 1725922 1 


1734917 1734955 1 


Firmicutes; 
1757905 1757943 1 


Clostridia; 


39 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


39 


6S ribosomal RNA, partial sequence 1724592 17259 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


39 


39 


strain 2825 16S ribosomal RNA, partial sequence 


Proteobacteria; 
368600 Bacteria_16S 
strain LMG 20362 
Proteobacteria; 

368600 Bacteria_16S 


1777356 1777394 1 


1793938 1793976 1 


39 


16S ribosomal RNA, partial sequence 1776030 17774 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


39 


LMG 19999 16S ribosomal RNA, partial sequence 


Proteobacteria; 
368600 Bacteria_16S 


15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


368600 Bacteria_16S 
strain LMG 20546 
Proteobacteria; 

368600 Bacteria_16S 


livingstonensis strain NF22 16S ribosomal RNA, partial 
livingstonensis Bacteria; 


Shewanella. 
368600 Bacteria_16S 
strain ME102 16S 
Proteobacteria; 

368600 Bacteria_16S 


1795493 1795531 1 


1796977 1797015 1 


1847534 1847572 1 


1862596 1862634 1 


1876305 1876343 1 


Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


39 


39 


16S ribosomal RNA, partial sequence 1795652 17971 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


39 


39 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


39 


strain HK85 16S ribosomal RNA, partial sequence 


Proteobacteria; 
368600 Bacteria_16S 
strain L1/68 16S 
Proteobacteria; 

368600 Bacteria_16S 


nitrativorans strain 23310 16S ribosomal RNA, partial sequence 
nitrativorans Bacteria; 


368600 Bacteria_16S 


strain 95Al 16S ribosomal RNA, 


Proteobacteria; 
368600 Bacteria_16S 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragi 
Enterobacteriaceae; 


Gammaproteobacteria; 
368600 Bacteria_16S 
strain ATCC 35585 
Firmicutes; 
368600 Bacteria_16S 


Clostridia; 


1928024 1928062 1 


1937099 19371371 

Proteobacteria; 
1962991 1963029 1 
1999872 19999101 


Enterobacteriales; 
2060815 2060848 2 


Clostridiales; 
2086826 2086864 1 


Gammaproteobacteria; Pasteurellales; Pasteurellac 


39 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


39 


Betaproteobacteria; 


39 


complete sequence 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


39 


35 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


39 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; 
368600 Bacteria_16S 


2092824 2092862 1 


Gammaproteobacteria; Oceanospirillales; 


39 


strain 63 16S ribosomal RNA, partial sequence 


Proteobacteria; 
368600 Bacteria_16S 
submarinus strain 6N 
Bacteria; 
368600 Bacteria_16S 


strain Ps 9-14 16S ribos 


Proteobacteria; 
368600 Bacteria_16S 


umsongensis strain Ps 3- 


umsongensis Bacteria; 
Pseudomonas. 
368600 Bacteria_16S 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 
368600 Bacteria_16S 


extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 


Proteobacteria; 


2103574 2103612 1 
16S 


2144374 2144412 1 


2145879 2145917 1 


Proteobacteria; 


2153421 2153459 1 


2220108 2220146 1 


Gammaproteobacteria; Alteromonadales; 


39 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 


39 


omal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


39 


10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


39 


39 


Clostridiales; 


1794167 1795601 Vibri 


Gammaproteobacteria; Al 


Desulfovibrionales 


gi|219878400 
1710844 17122 


gi|219878391 


gi|219878385 


Lac 
gi|219878367 
1756574 17580 


Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


gi|219878352 


gi|219878340 
1792623 17941 


gi| 219878339 


gi| 219878338 


Vv 
219878304 
sequence 


gi 


gi| 219878293 
1861284 18627 
Oleiphila 
gi| 219878284 
1874987 18764 


gi| 219878243 
1926697 19282 
gi| 219878237 
Burkh 
gi| 219878220 
1961654 19631 
gi| 219878196 
Pragi 
219878150 
20595 


gi 
gi|219878132 
2085504 20870 


gi|219878128 
2091488 20930 


219878118 
21022 


gi 


gi| 219857639 


Eubacterium. 


ref|NR_025539.1 


ref|NR_025530.1 


Comamonas. 
ref|NR_025524.1 
1733638 17350 


ref|NR_025506.1 
69 Psychromonas 


ref |NR_025491.1 


ref|NR_025479.1 


ref|NR_025478.1 
o xuii Bacteria; 


ref|NR_025477.1 
ibrio. 
ref|NR_025443.1 

1846218 184771 
teromonadales; 
ref|NR_025432.1 
ceae; 
ref|NR_025423.1 


Haemophilus 
NR_025382.1 


eae; 
ref 


aceae; 
ref |NR_025376.1 

1935800 193729 
olderiales; 
ref|NR_025359.1 


ref |NR_025335.1 
a fontium Bacter 
a. 
ref |NR_025289.1 
20 2060972 Eubact 
ref|NR_025271.1 
Alcaniv 
ref|NR_025267.1 
Shewanella. 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref |NR_025228.1 


7 
hnospiraceae; Pseudobutyrivibrio. 


Comamonadaceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 
Loktanella. 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 


Psychromonas profunda 


profunda Bacteria; 
Psychromonas. 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 
Vibrio. 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 
Vibrio 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Shewanella 
2 Shewanella 


Shewanellaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 
Oleiphilus. 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 
Ignatzschineria. 


Comamonas 
7 Comamonas 
Comamonas. 
Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
Pasteurella. 


Pragia fontium strain 
ia; Proteobacteria; 


Eubacterium sulci 
erium sulci Bacteria; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivoracaceae; 


orax. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 
Shewanellaceae; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Pseudomonas koreensis 


2143068 2144522 Pseudomonas koreensis Bacteria; 


gi| 219857638 


gi| 219857633 


Pseudomonadaceae; 


Pseudomonadales; 


Rhodobacterales; 


Pseudomon 
NR_025227.1 
144573 214602 
Pseud 


ref 
2 


ref 
2 


NR_025222.1 
152193 215360 
Rhod 


gi| 219857586 


as. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Albidovulum 
1 Albidovulum 
obacteraceae; 


ref|NR_025174.1 


221879 


Pseudomonas 
2 2220307 Pseudomonas 


extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


368600 Bacteria_16S 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


368600 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


368600 Bacteria_16S 


ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 


368600 Bacteria_16S 


issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 


368600 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


368600 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


368600 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


368600 Bacteria_16S 


strain L2-TR 16S 


Proteobacteria; G 


368600 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


368600 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


368600 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


368600 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


368600 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


368600 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


368600 Bacteria_16S 


strain Z-2189 16S 


teria; 


bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
368600 Bacteria_16S 
ain Z-0021 16S ribosomal RNA, 
teria; 


2224561 2224599 1 39 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
r. 

2235266 2235304 1 39 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2272102 22721401 39 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


2273575 2273613 1 39 gi 
ain KMM 3549 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


1 


2278222 2278260 1 39 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2284309 2284347 1 39 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2290306 22903441 39 gi 


e 
oc 


et 


ridia; Clostridiales; Lachnospiraceae; 
2299280 2299318 1 39 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
2303739 2303777 1 39 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2322066 2322104 1 39 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323618 2323656 1 39 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2413018 2413056 1 39 gi 
ain AML-D4 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobact 


L 


di 


en 
na 


se 


na 


se 
er 


2414582 2414620 1 39 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Met 
2428288 2428326 1 39 gi 


gi 


om 


2440323 2440361 1 39 gi 
complete 


Gammaproteobact 


s 


Proteobacteria; er 


2467707 2467745 1 39 
ribosomal RNA, partial sequence 


gi 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 2521991 2522029 1 39 gi|219857363|ref|NR_024951.1 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 2520665 252209 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

368600 Bacteria_16S 2523471 2523509 1 39 gi|219857362|ref|NR_024950.1 
brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 2522145 252361 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

368600 Bacteria_16S 2534108 2534146 1 39 gi| 219857355 |ref|NR_024943.1 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Pered 
368600 Bacteria_16S 2539847 2539885 1 39 gi|219857351|ref|NR_024939.1 
strain VP-5 16S ribosomal RNA, partial sequence 2538597 25399 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas 
368600 Bacteria_16S 2544037 2544075 1 39 gi|219857348|ref|NR_024936.1 


palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 


219857583 
en 
te 

219857576 

s 
ia 

219857552 
en 
na 

219857551 
er 

219857548 

219857544 
2282981 22844 


219857539 
6S ribosomal RNA, partial sequence 2288984 22904 


219857531 
2297982 22993 


219857528 


219857515 


219857514 


219857452 


219857451 
2413261 24147 


219857439 
2427049 24283 


219857428 


219857405 
2466381 24678 


ref|NR_025171.1 
20 2224715T 
Thermodesul 


ce 22232 


riales; foba 


equence 
Pseudo: 


: mona 


dales; 


ref|NR_025140.1 
90 2272278 Pseud 
seudoalteromona 


ce 22707 
dales; P 


ref|NR_025139.1 
2272329 227377 


romonadales; Ps 


sequence 
ia; Alte 


ref|NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025132.1 
79 Methylobacter 
aceae; Methylob 


ref|NR_025127.1 


22768 
cales; M 


hylococec 


teri 
ref 


achnobac um. 


NR_025119.1 
omarinaceae; Idiomarina 
ref|NR_025116.1 
ce 2302404 2303932 Marino 
dales; Alteromonadaceae; 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref 


23207 
udomonad 


23223 
dales; P 
NR_025040.1 
2411699 241321 
ylococcales; Met 


quence 
ia; Meth 


ref|NR_025039.1 


hylococcacea 


ref 


e; Methylosa 
NR_025027.1 
onadaceae; Oceanimonas. 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


equence 
ia; Meth 


ref|NR_024993.1 


hermo 
c 


fo) 
d 


e 


a 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Methylosarcina 

0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Peredibacter starrii 


starrii Bacteria; 


ibacter. 
Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


2542716 254422 


Hydrogenophaga 
5 Hydrogenophaga 


palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


368600 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


368600 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


368600 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


368600 Bacteria_16S 
n ALA-3 16S ribosomal RNA, partial seq 
ria; 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


368600 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


368600 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


368600 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


368600 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


368600 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


368600 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


368600 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


368600 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


368600 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


368600 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


368600 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; D 


368600 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


368600 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


368600 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


368600 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


368600 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


368600 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


acteria; Gammaproteobacteria; Pseudomo 


ammaproteobacteria; Pseudomonadales; P 


ammaproteobacteria; Pseudomonadales; P 


ammaproteobacteria; Pseudomonadales; P 


2556297 2556335 1 39 gi 
16S ribosomal RNA, partial sequence 


2557863 2557901 1 39 gi 
16S ribosomal RNA, partial sequence 


2571622 2571660 1 39 gi 
16S ribosomal RNA, partial sequence 
39 


2574761 2574799 1 gi 


Proteobacteria; Deltaproteobacter 
2580743 2580781 1 39 gi 
8 16S ribosomal RNA, partial sequence 


2582309 2582347 1 39 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583879 2583917 1 39 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2585448 2585486 1 39 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2587026 2587064 1 39 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2596286 2596324 1 39 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2597852 2597890 1 39 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2636172 2636210 1 39 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2637736 2637774 1 39 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2645484 2645522 1 39 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
2714356 2714394 1 39 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Enhy 
2731185 2731223 1 39 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
2763792 2763830 1 39 gi 


acteria; Gammaproteobacteria; Enteroba 
2765308 2765346 1 39 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766824 2766862 1 39 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2854745 2854783 1 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2864030 2864068 1 39 gi 


ammaproteobacteria; Pseudomonadales; P 


368600 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria 
Marinobacterium. 


368600 Bacteria_16S 


strain S-1 16S ri 


2867113 2867151 1 39 gi 
; Proteobacteria; Gammaproteobacteria; 


2893324 2893362 1 39 gi 


na 


ue 


2713036 27 


2729867 27 


16S ribosomal RNA, partial sequence 2762542 27 


2763991 27 


2765507 27669 


6S ribosomal RNA, partial sequence 2862729 28642 


219857340 
25549 
dales; P 
219857339 
25565 
seudomonad 
219857287 
25702 
seudomonad 
219857285 
nce 

ia; Desulf 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857277 
quence 

obacteria; 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857234 
26348 
cteriales; 
219857233 
26364 
Enterobac 
219857228 
e 26441 
riales; Co 
219857179 
145 
gromyxa. 
219857167 
313 
ocystineae 
219857142 
639 
cteriales; 
219857141 
654 
Enterobac 
219857140 


Enterobac 
219856888 
28534 
nadales; P 
219856882 


seudomonad 

219856880 
equence 

Alteromon 


219856861 


74 2556489 Pseud 
seud 


40 2558055 Pseud 


acea 


acea 


ovib 


20 2580935 Ps 
acea 


ref|NR_024928.1 


° 
omonadaceae; 
NR_024927.1 
°. 
e; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
e; Pseudomon 
ref|NR_024916.1 

2573428 257495 


rionales; De 


ref 


ref|NR_024912.1 
eudo: 
e; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref |NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref |NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy’ 
ref |NR_024807.1 


ref|NR_024795.1 
50 Plesiocystis 
7 Nannocystaceae 
ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref |NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024701.1 


aceae; Pseudomon 
ref|NR_024699.1 

2865789 286730 
adales; Alteromo 


ref 


bosomal RNA, partial sequence 


NR_024680.1 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 


monas migulae Bacteria; 
as. 


Pseudomonas jessenii 


monas jessenii Bacteria; 
as. 


Desulfovibrio 


7 Desulfovibrio 
sulfovibrionaceae; 


Pseudomonas cedrina 


monas cedrina Bacteria; 
as. 


Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


monas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


monas orientalis 


Pseudomonas. 
Marinomonas 


4 Marinomonas 
es; 


Marinomonas. 
Pseudomonas mandelii 


monas mandelii Bacteria; 
as. 


Pseudomonas libanensis 


monas libanensis 


Pseudomonas. 
Citrobacter werkmanii 


acter werkmanii 
eae; 


Citrobacter. 
Citrobacter farmeri 


acter farmeri Bacteria; 
bacter. 


Hydrogenophaga 


enophaga intermedia 
drogenophaga. 


Enhygromyxa salina 


15 Enhygromyxa salina Bacteria; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Edwardsiella tarda 


tarda ATCC 15947 
eae; 


Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Pseudomonas savastanoi 


monas savastanoi 


Pseudomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Marinobacterium 

5 Marinobacterium 

nadaceae; 


Vibrio rumoiensis 


2892009 2893502 Vibrio rumoiensis Bacteria; 


368600 Bacteria_16S 2914715 2914831 1 110 gi| 219856847 |ref|NR_024666.1 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 291486 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

368600 Bacteria_16S 2920841 2920879 1 39 gi| 219856843 |ref|NR_024662.1 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 292100 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
Pseudomonas. 

368600 Bacteria_16S 2931313 29313511 39 gi|219856836|ref|NR_024655.1 


strain IFO 15467 
Proteobacteria; 


japonicum strain 
japonicum Bacteri 


368600 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


368600 Bacteria_16S 


strain JCM1234 16 
Proteobacteria; 


strain PCl 16S ri 
Proteobacteria; 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


368600 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


368600 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


368600 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


368600 Bacteria_16S 


strain ORS 992 16 


amylophilus strai 
Bacteria; Proteob 


368600 Bacteria_16S 


strain N2 16S rib 
Proteobacteria; A 


368600 Bacteria_16S 


strain Nl 16S rib 
Proteobacteria; A 


368600 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


368600 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


368600 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


368600 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


368600 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


G 
368600 Bacteria_16S 


G 
368600 Bacteria_16S 


G 
368600 Bacteria_16S 


16S ribosomal RNA, partial sequence 2930007 29314 


ammaproteobacteria; Oceanospirillales; 
2932820 2932858 1 39 gi 
ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2934333 29343711 39 gi 

IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


, 


se 
ar 


2952518 2952556 1 39 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2975248 2975286 1 39 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3058907 3058945 1 39 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


gi 


E 


se 
se 
ia 


3063417 3063455 1 39 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


s 
er 
3067905 3067943 1 39 gi 
lales; Bacillales Family XI. Incertae 
3073793 3073831 1 39 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3075243 3075281 1 39 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3076746 3076784 1 39 gi 
S ribosomal RNA, partial sequence 


Se 


B 


en 
al 


bi 
3096416 3096454 1 39 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3108337 3108375 1 39 gi 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3109802 3109840 1 39 gi 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3117447 3117485 1 39 gi 
star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


en 
da 


ho 


ho 


ue 
ar 


3135322 3135360 1 39 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3141380 3141418 1 39 gi 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; Gemel 
3144398 3144436 1 39 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodobac 
3162726 3162764 1 39 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


gi 


ho 


la 


te 


eq 
ri 


(e} 


se 


’ 


equ 
ia; 


dis 


aln 


ce 
es; 


ace 


ce 


les 


dob 


dob 


nce 


dob 


ral 


uen 
a; 


368600 Bacteria_16S 


strain Ekho Lake- 


3164189 3164227 1 39 gi 
172 16S ribosomal RNA, partial sequence 


ceanobac 
219856835 
quence 

Oceanosp 
219856834 
quence 

Alteromonad 


219856822 
2951208 29526 
nterobac 
219846940 
2973936 29754 
udomonad 
219846883 
quence 

Aeromo 


219846880 


ence 


Rhod 


219846877 
16S ribosomal RNA, partial sequence 3066573 30679 


, 


eatri 


219846872 


30739 


Rhod 
219846871 
3075492 30769 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
368600 Bacteria_16S 


ae; 


30950 
Suc 


v 


219846850 
3107102 31085 


acter 


219846849 
3108566 31099 


acter 


219846844 


219846832 
3134094 31355 


acter 


219846828 
3140051 3141558 Gemel 


219846826 


31431 
es; R 


219846814 


ce 
Rhodo 


R 
219846858 


ter 
ref 
2 


ref 
2 


ref 
57E 


ref 


ref 


3 


ref 


ref 
ey 
ref 
123 
ref 
ref 


79 3 


ref 


ref 


ref 
3 


Alteromonad 


ref 


ref 


ref 


69 3 


ref 


Ww 


219846813 


ref 


58 Oceanobacter 


iril 


teri 


ocyc 


cini 


lab 


hodo 


bact 


NR_024654.1 
931509 293296 
lales; Pseu 
NR_024653.1 
933018 293448 
ales; Altero 


NR_024641.1 
nterobacter 
aceae; Enter 
NR_026532.1 


e; Pseudomon 
NR_026475.1 
5 
les; Succini 
NR_026472.1 
062186 306360 


terales; ° 


NR_026469.1 


NR_026465.1 


NR_026464.1 
075441 Ferrib 
laceae; Ferr 
NR_026463.1 


bium/Agrobac 
NR_026450.1 
096617 Rumino 
vibrionaceae 
NR_026442.1 


e; Rhodovulu 
NR_026441.1 


e; Rhodovulu 
NR_026436.1 
116131 311762 
ales; Psychr 


NR_026424.1 


e; Paracoccu 
NR_026420.1 
ergeri Bacte 


NR_026418.1 
144565 Sulfit 
bacteraceae; 
NR_026406.1 
161511 316291 
erales; Rhod 


d 


Staphylococcus 
3 Staphylococcus 


Pseudomonas 
8 Pseudomonas 


seudomonadaceae; 


Oceanobacter kriegii 


kriegii Bacteria; 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 

Marinobacterium 
0 Marinobacterium 
monadaceae; 


Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
acea 


as. 
Succinimonas 

3 Succinimonas 

vibrionaceae; 


Sulfitobacter 
0 Sulfitobacter 


dobacteraceae; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella 
219846873 
3072467 30738 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 
Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
hizo 


terium group; Rhizobium. 

Ruminobacter 

bacter amylophilus 

; Ruminobacter. 
Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 
acea 


m. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
acea 


m. 
Psychromonas 
9 Psychromonas 
omonadaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
acea 


Ss. 
Gemella bergeri strain 
ria; Firmicutes; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 
obacteraceae; 


NR_026405.1 


Roseovarius tolerans 


3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 


368600 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


368600 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


368600 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


368600 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


368600 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


368600 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


368600 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


368600 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


368600 Bacteria_16S 


strain CIP 103259 
Actinobacteria; A 


368600 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 


Pseudoalteromonas. 
368600 Bacteria_16S 


carrageenovora st 


3167282 3167320 1 39 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3170314 3170352 1 39 gi 
ain DSM 20540 16S ribosomal RNA, partial 
teria; Deinococcus-Thermus; Deinococci; 
3177961 3177999 1 39 gi 


s 
De 


ammaproteobacteria; Pseudomonadales; Pse 
3205329 3205367 1 39 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
3273307 3273345 1 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3297666 3297704 1 39 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3299193 32992311 39 gi 


E 


en 
sp 


6S ribosomal RNA, 
lales; Salinicoccus. 

3414775 3414831 1 53 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3422201 3422239 1 39 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


no 


al 
baa 8 


3425168 3425206 1 39 gi 


rain ATCC 12662 16S ribosomal RNA, parti 


219846810 


219846803 
16S ribosomal RNA, partial sequence 3176631 31781 
udomonad 
219846785 
3204032 32054 


219846739 


219846723 


219846722 


strain S5a36 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Clostridia; Clostridiales 
3303803 3303841 1 39 gi| 219846719 


complete sequence 3302462 33040 


219846635 


219846630 


219846628 


equence 


sequenc 
Deinococ 


32719 
nterobac 


ce 32963 
iraceae; 


34134 
mycineae 


sequenc 
a; Alter 


al seque 


inococca 
219846808 


ref |NR_026402.1 
165996 316746 
les; Deinococcac 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 


ref|NR_026395.1 


w 


acea 
ref 


e; Pseudomon 
NR_026377.1 


ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref|NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref|NR_026314.1 
e 3297885 329934 
; Blautia. 

ref |NR_026311.1 


ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref |NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref 
nce 


NR_026220.1 
342386 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Shigella flexneri 
la flexneri Bacteria; 
lla. 

Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 
2 Blautia 


Salinicoccus roseus 


04 Salinicoccus roseus Bacteria; 


Actinomyces israelii 

myces israelii Bacteria; 

ae; Actinomyces. 
Pseudoalteromonas 

9 Pseudoalteromonas 

doalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonad 


368600 Bacteria_16S 


acetireducens str 
acetireducens Bac 


368600 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


368600 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


368600 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


368600 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; G 


368600 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; G 


368600 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


368600 Bacteria_16S 


strain ATCC 35912 
Bacteria; Proteob 


368600 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


368600 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


368600 Bacteria_16S 


strain CIP 7430 
Proteobacteria; G 


aceae; Pseudoalteromonas. 

3483817 3483843 76 102 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3501952 3501989 2 39 gi 


al 
di 


ridia; Clostridiales; cl 


3526214 3526252 1 


Clostridiaceae; 
39 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3552403 3552441 2 39 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3560129 3560167 1 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3561644 3561682 1 39 gi 
bosomal RNA, partial sequence 
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368600 Bacteria_16S 3660297 3660335 1 39 gi| 219846465 |ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
368600 Bacteria_16S 3663357 3663395 1 39 gi| 219846463 |ref|NR_026055.1| Colwellia 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequence 3662041 3663526 Colwellia 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
368600 Bacteria_16S 3675503 3675541 1 39 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
strain 1846 16S ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 

368600 Bacteria_16S 3683100 3683138 1 39 gi|219846449|ref|NR_026040.1| Octadecabacter 
arcticus strain 238 16S ribosomal RNA, partial sequence 3681864 3683252 Octadecabacter arcticus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 

368600 Bacteria_16S 3695252 3695290 1 39 gi|219846441|ref|NR_026032.1| Pasteurella aerogenes 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 

368600 Bacteria_16S 3750181 3750219 1 39 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
strain A089 16S ribosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

368600 Bacteria_16S 3763907 3763945 1 39 gi|219846390|ref|NR_025981.1]| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

368600 Bacteria_16S 3789361 3789399 1 39 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

368600 Bacteria_16S 3825939 3825977 1 39 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 

368600 Bacteria_16S 3900617 3900655 1 39 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

368600 Bacteria_16S 3906720 3906758 1 39 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

368600 Bacteria_16S 3954637 3954675 1 39 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

368600 Bacteria_16S 3956074 3956112 1 39 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

368600 Bacteria_16S 3972488 3972526 1 39 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
368600 Bacteria_16S 3984049 3984087 1 39 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

368600 Bacteria_16S 4009392 4009430 1 39 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

368600 Bacteria_16S 4010926 4010964 1 39 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

368600 Bacteria_16S 4018405 4018443 1 39 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 

368600 Bacteria_16S 4019946 4019984 1 39 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

368600 Bacteria_16S 4025997 4026035 1 39 gi| 219846206 |ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 4030624 4030662 1 39 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

368600 Bacteria_16S 4053260 4053298 1 39 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

368600 Bacteria_16S 4085167 4085205 1 39 gi|219846163|ref|NR_025753.1| Methylobacillus 


pratensis strain 


F31 16S ribosomal RNA, partial sequence 


4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 


368600 Bacteria_16S 4086682 4086716 1 35 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

368600 Bacteria_16S 4167406 4167444 1 39 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

368600 Bacteria_16S 4168888 4168926 1 39 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

368600 Bacteria_16S 4170466 4170504 1 39 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

368600 Bacteria_16S 4179698 4179736 1 39 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

368600 Bacteria_16S 4196449 4196487 1 39 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
368600 Bacteria_16S 4214526 4214564 1 39 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

368600 Bacteria_16S 4216081 4216119 1 39 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

368600 Bacteria_16S 4225200 4225238 1 39 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

368600 Bacteria_16S 4232707 4232745 1 39 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

368600 Bacteria_16S 4246266 4246304 1 39 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

368600 Bacteria_16S 27054 27091 2 39 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 162168 162205 2 39 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 211213 211250 2 39 gi|265678922|ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 329798 329831 2 35 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

368600 Bacteria_16S 549842 549949 1 102 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

368600 Bacteria_16S 643967 644074 1 102 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

368600 Bacteria_16S 652979 653016 2 39 gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
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ncertae Sedis; Peptoniphilus. 
ref|NR_026347.1| Clostridium isatidis 
30 Clostridium isatidis Bacteria; 


Peptoniphilus harei 
harei Bacteria; 
I 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 3265719 3265756 2 39 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

368600 Bacteria_16S 3282393 3282499 2 102 gi|219846733|ref|NR_026325.1| Acetobacterium 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 
carbinolicum Bacteria; 


Firmicutes; Clostridia; Clostridia 


les; 


3281102 3282570 Acetobacterium 


Eubacteriaceae; Acetobacterium. 


368600 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


368600 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


368600 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


368600 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


368600 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


368600 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


368600 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


368600 Bacteria_16S 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


368600 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


368600 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


368600 Bacteria_16S 
16S ribosomal RNA, partial sequence 1797206 17986 


strain LMG 20536 


Proteobacteria; G 


368600 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


368600 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


368600 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


368600 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


3532343 3532380 2 

omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533789 3533826 2 39 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; 
3593475 3593512 2 


39 gi 


gi 
Clostridiaceae; Sa 
39 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3845552 3845651 1 94 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 

4072861 4072894 2 35 gi 
rain BOR-Y 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 


se 
id 


4184281 4184314 2 35 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
166882 166906 78 102 gi 


qu 
al 


ammaproteobacteria; Vibrionales; Vibri 
2527987 2528025 1 39 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2570073 2570109 3 39 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
3283917 3284023 2 102 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285442 3285548 2 102 gi 


on 


ne 
oc 


se 
di 


qu 
ridia; 


Clostridiales; Eubacteriaceae; Ac 


368600 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 
368600 Fungi_16S 
strain IFM 10035 
Actinobacteria; A 
368600 Fungi_16S 
strain IFM 0784 1 
Actinobacteria; A 
368600 Fungi_16S 
strain IFM 0575 1 
Actinobacteria; A 
368600 Fungi_16S 
strain IFM 10084 
Actinobacteria; 

368600 Fungi_16S 
strain YZ-96 16S 
Actinobacteria; 

368600 Fungi_16S 
strain IFM 0245 1 
Actinobacteria; 
368600 Fungi_16S 
strain IFM 10088 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


219846555 
3531057 3532455 Sarci 


219846554 
3532506 35339 


219846513 
6S ribosomal RNA, partial sequence 3592199 35936 


219846332 
3844228 38456 


219846171 


219846088 


265678952 
6S ribosomal RNA, partial sequence 165488 16699 


219857359 


219857288 


219846732 


es; 
219846731 
6S ribosomal RNA, partial sequence 3284145 32856 


ref |NR_026147.1 
na maxima Bacte 
ref|NR_026146.1 
rcina. 
ref|NR_026105.1 
ostridium. 


ref |NR_025922.1 


ref|NR_025761.1 
4071551 407304 
lostridiales Fa 


quence 


iales; C 


ref|NR_025678.1 
183005 418440 
ostreptococcacea 


ref|NR_029260.1 


rs 


ence 


es; Pept 


ibrio. 
ref |NR_024947.1 
73 2528174 Desulf 
Desulfotomaculu 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


aceae; V 
e 25266 
caceae; 


quence 
ales; Cl 
ence 

Eubact 


’ 


etobacterium. 


3550870 3550906 3 39 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
1309 1348 1 39 gi 
16S ribosomal RNA, partial sequence 1 
ctinobacteridae; Actinomycetales; Cory 
2818 2857 1 39 gi 
6S ribosomal RNA, partial sequence 1564 
ctinobacteridae; Actinomycetales; Coryne 
4356 4395 1 39 gi 
6S ribosomal RNA, partial sequence 3067 
ctinobacteridae; Actinomycetales; Coryne 
5916 5955 1 39 gi 
16S ribosomal RNA, partial sequence 4616 


ti 
id 


ne 


7472 7511 1 39 
ribosomal RNA, partial sequence 


gi 
6163 


8974 9013 1 39 gi 
6S ribosomal RNA, partial sequence 7721 


10460 10499 1 39 gi 
16S ribosomal RNA, partial sequence 9174 


219846543 


265678352 


265678351 


265678350 


265678349 


nebacterin 
265678348 


nebacterin 
265678342 


nebacterin 
219857197 


ref |NR_026135.1 
nce 354957 
lostridiaceae; C 
ref |NR_028654.1 


al seque 
iales; C 


1514 
bacterin Nocardiacea 


NR_028653.1 


eae; 

ref 
3016 

bacterin Nocardiacea 


NR_028652.1 


eae; 

ref 
4565 

bacterin Nocardiacea 


NR_028651.1 


eae; 
ref 
6112 

Nocardiacea 
NR_028650.1 


eae; 
ref 
7670 

Nocardiacea 
NR_028644.1 


eae; 
ref 
9123 


eae; Nocardiacea 


r 


mily XI. 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Clostridium tetani 


5 Clostridium tetani Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

243436 243475 1 39 gi|265678900|ref|NR_029208.1| Mycobacterium 
ain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 
542184 542281 1 94 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
CW1 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
tes; Bacillales; Staphylococcus. 

1476768 1476807 1 39 gi|219878445|ref|NR_025584.1| Mycobacterium avium 
in DSM 44156 16S ribosomal RNA, partial sequence 1475465 1476936 Mycobacterium avium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium; Mycobacterium avium complex (MAC). 
1798532 1798570 1 39 gi|219878337|ref|NR_025476.1| Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Desulfotomaculum 
otomaculum alkaliphilum 


m. 


Clostridium 

8 Clostridium 
ostridium. 
Acetobacterium 

4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Clostridium 

2 3551038 Clostridium 
lostridium. 

Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 


ref |NR_024825.1 


10588 


Nocardia sienata 


Nocardia sienata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


368600 Fungi_16S 
yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


376858 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


383950 Bacteria_16S 


aerophilus strain 
aerophilus Bacter 


383950 Bacteria_16S 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


383950 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


383950 Bacteria_16S 


strain B9 16S rib 


383950 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


383950 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


383950 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


383950 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


383950 Bacteria_16S 


psychrophila stra 


Bacteria; Proteob 


383950 Bacteria_16S 


strain Hbl 16S ri 


Proteobacteria; E 


383950 Bacteria_16S 


longreachensis st 
longreachensis Ba 
Desulfovibrio. 


383950 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


383950 Bacteria_16S 


delbrueckii subsp 


Lactobacillus. 


383950 Bacteria_16S 


strain OK2 16S ri 


Proteobacteria; G 


383950 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


383950 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


383950 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


383950 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


11941 11980 1 39 gi|219857175|ref|NR_024803.1| Nocardia 
rain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ardia. 

1398184 1398223 14 52 gi|228715357|ref|NR_027529.1| Gemmatimonas 

T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
monadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 

1906477 1906573 1 90 gi|219878259|ref|NR_025398.1| Hymenobacter 

I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
ia; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 

3066182 3066278 1 90 gi|219846878|ref|NR_026470.1| Hymenobacter 
ain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
teria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 

19204 19284 16 90 gi|265679051|ref|NR_029359.1| Hymenobacter 
train AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 

3898994 3899049 37 90 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
osomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 
2332392 2332448 38 90 gi|219857508|ref|NR_025096.1| Helicobacter 
NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
ia; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 

2563855 2563911 38 90 gi|219857335|ref|NR_024923.1| Helicobacter 
rain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
cteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 

2672257 2672313 38 90 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
6S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3635652 3635708 38 90 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
7 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
acteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

1089281 1089337 37 90 gi|265678317|ref|NR_028619.1| Pseudomonas 
in E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

276430 276486 38 90 gi| 265678876 |ref|NR_029182.1| Helicobacter bilis 
bosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

11503 11560 37 90 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
rain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
cteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 

107161 107218 37 90 gi|265678991|ref|NR_029299.1| Acetohalobium 

Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

380916 380973 37 90 gi|265678801|ref|NR_029106.1| Lactobacillus 
» indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 

Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 

385514 385571 37 90 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
bosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

408611 408668 37 90 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
in HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
eria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

414919 414976 37 90 gi| 265678778 |ref|NR_029083.1| Lactobacillus 

Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

445718 445775 37 90 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
ain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

458070 458127 37 90 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

459522 459579 37 90 gi|265678745|ref|NR_029050.1| Pseudomonas 


383950 Bacteria_16S 


palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


458401 459808 Pseudomonas 


383950 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; 


strain R65 16S ri 
Proteobacteria; 


strain P 513/19 1 
Proteobacteria; 


strain P 527/13 1 
Proteobacteria; 


strain P 538/23 1 
Proteobacteria; 


Aquificae; Aquifi 


383950 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


383950 Bacteria_16S 
valvarum strain M 


Bacteria; Proteob 


383950 Bacteria_16S 


strain SW-45 16S 
Proteobacteria; 


strain Uedal07 16 
Proteobacteria; G 


383950 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


383950 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


383950 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


383950 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


383950 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


383950 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


383950 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


383950 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


383950 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


383950 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


383950 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


383950 Bacteria_16S 


strain SP1402 16S 


G 
383950 Bacteria_16S 


G 
383950 Bacteria_16S 


G 
383950 Bacteria_16S 


G 
383950 Bacteria_16S 


G 
383950 Bacteria_16S 
strain ED 11/3LLK 


G 
383950 Bacteria_16S 


G 
383950 Bacteria_16S 


471619 471676 37 90 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
493187 493244 37 90 gi 
bosomal RNA, partial sequence 


gi 


555812 555869 37 90 gi 
ammaproteobacteria; Pseudomonadales; P 
557354 557411 37 90 gi 


ammaproteobacteria; Pseudomonadales; P 
558898 558955 37 90 gi 


ammaproteobacteria; Pseudomonadales; P 
604122 604179 37 90 gi 
16S ribosomal RNA, partial sequence 
cales; Desulfurobacteriaceae; Thermovi 
640699 640756 37 90 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
672468 672525 37 90 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


754857 754914 37 90 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
763996 764053 37 90 gi 
ribosomal RNA, partial sequence 


771651 771708 37 90 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
785588 785645 37 90 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


858711 858768 37 90 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
961497 961554 37 90 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1050295 1050352 37 90 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1101242 1101299 37 90 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1228384 1228441 37 90 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1229920 1229977 37 90 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1293068 1293125 37 90 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 
1415704 1415761 37 90 gi 
ammaproteobacteria; Pseudomonadales; P 
1463029 1463086 37 90 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1526452 1526509 37 90 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1579268 1579325 37 90 gi 
ribosomal RNA, partial sequence 


470446 47199 
492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 
6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


639529 64105 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


770475 77198 


1100149 11015 


1227244 12287 


1228770 12302 


6S ribosomal RNA, partial sequence 1414552 14160 


265678737 


seudomonad 
265678723 


265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678649 
60290 
brio. 
265678624 


seudomonad 
265678601 
ial sequen 
obacteria; 


265678543 
ence 75371 
cteriales; 
265678537 


265678532 


seudomonad 
265678522 
1 sequence 
ria; Pseud 


265678473 
ce 85752 
ibrionales 
265678404 
96032 
seudomonad 
265678345 
quence 
urobacteri 
265678309 


Clostridiu 
219878281 


seudomonad 
219878280 


seudomonad 
228716433 
tial seque 
oteobacter 


224581448 


seudomonad 
224581411 
ence 14618 
nadales; A 
219857499 

15252 
; Lactobac 


mM. 


ref|NR_029042.1 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


aceae; Pseudomon 
ref |NR_029028.1 
5 Marinobacter 
aceae; Marinobac 
ref |NR_028987.1 


as. 
Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028986.1 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


acea 
ref 


e; Pseudomon 
NR_028985.1 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


aceae; Pseudomon 
ref|NR_028954.1 
5 604369 Thermo 


ref|NR_028929.1 


as. 
Thermovibrio ruber 
vibrio ruber Bacteria; 


Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


aceae; Pseudomon 
ref|NR_028906.1 
ce 671276 672778 
Pseudomonadales 


ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref|NR_028836.1 


as. 

Pseudomonas 

Pseudomonas 
Pseudomonadaceae; 


’ 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


aceae; Cellvibri 
ref |NR_028826.1 
784432 785869 
omonadales; Pseu 


ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref|NR_028611.1 


oO. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Balnearium 
0 Balnearium 
m. 
Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


ref |NR_025420.1 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


acea 
ref 


e; Cellvibri 
NR_025419.1 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


acea 
ref 

nce 

ia; 


e; Cellvibri 
NR_027551.1 

129190 
Alteromonada 


ref |NR_027230.1 


oO. 
Marinobacter 

4 1293412 Marinobacter 

les; Alteromonadaceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


aceae; Pseudomon 
ref|NR_027192.1 
62 1463368 Marino 
1lteromonadaceae; 
ref|NR_025087.1 
89 1526784 Lactob 
illus 


219846381 


as. 
Marinobacter 

bacter bryozoorum 

Marinobacter. 
Lactobacillus jensenii 

acillus jensenii 


ref|NR_025972.1 


Pseudomonas balearica 


1578118 1579573 Pseudomonas balearica Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


383950 Bacteria_16S 1641681 1641738 37 


proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


proteolytica Bacteria; 
Pseudomonas. 
383950 Bacteria_16S 
strain CMS 38 16S 
Proteobacteria; 
383950 Bacteria_16S 
strain CMS 35 16S 
Proteobacteria; 
383950 Bacteria_16S 


Proteobacteria; 


1643243 1643300 37 


1644804 1644861 37 


1692000 1692057 37 


ostraviensis strain LMG 19434 16S ribosomal RNA, partial 


ostraviensis Bacteria; 
Cellvibrio. 
383950 Bacteria_16S 
strain CFBP 2341 
Proteobacteria; 

383950 Bacteria_16S 


Proteobacteria; 


1695123 1695180 37 


1696667 1696724 37 


90 


90 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


90 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


90 


Gammaproteobacteria; 


90 


16S ribosomal RNA, partial sequence 1693968 16954 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


90 


strain TO1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
383950 Bacteria_16S 
strain DSM 12145 
Bacteroidetes; Sphingobacteria; 
383950 Bacteria_16S 


1718037 1718133 1 


1818338 1818395 37 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial 
Sphingobacteria; 


myxococcoides Bacteria; 
Sporocytophaga. 
383950 Bacteria_16S 


Bacteroidetes; 


1838130 1838187 37 


intestinalis strain DSM 6629 16S ribosomal RNA, partial 
Lactobacillales; 


intestinalis Bacteria; 
383950 Bacteria_16S 
norvegicum strain 


Firmicutes; 
1894754 1894811 37 


Desulfomicrobium. 


383950 Bacteria_16S 1977950 1978007 37 


macestii strain M-9 16S ribosomal RNA, partial sequence 


Bacteria; 
383950 Bacteria_16S 
johnsonii strain 
johnsonii Bacteria; 
383950 Bacteria_16S 


2083654 2083711 37 


Firmicutes; 
2088215 2088272 37 


thermolithotrophum strain BSA 16S ribosomal RNA, partial 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobac 


383950 Bacteria_16S 
strain Ps 9-14 16 
Proteobacteria; Gammaproteobacteria; 
383950 Bacteria_16S 2145722 2145779 37 
umsongensis strain Ps 3- 
umsongensis Bacteria; 
Pseudomonas. 
383950 Bacteria_16S 
strain NCIMB 8634 16S ribosomal 
Proteobacteria; Gammaproteobacteria; 
383950 Bacteria_16S 
strain NCIMB 8633 
Proteobacteria; 
383950 Bacteria_16S 
extremorientalis 
extremorientalis 
Pseudomonas. 

383950 Bacteria_16S 


2144217 2144274 37 


Proteobacteria; 


2171525 2171582 37 


2173076 2173133 37 


2219951 2220008 37 
Bacteria; 


2235109 2235166 37 


costantinii strain CFBP 5705 16S ribosomal RNA, partial 


costantinii Bacteria; 
Pseudomonas. 
383950 Bacteria_16S 


Proteobacteria; 


2236669 2236726 37 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


thiodismutans Bacteria; 
Desulfonatronum. 
383950 Bacteria_16S 


Proteobacteria; 


2250349 2250406 37 


Proteobacteria; 


90 


16S ribosomal RNA, partial sequence 1716916 17183 
Sphingobacteriales; 


90 


90 


90 


DSM 1741 16S ribosomal RNA, partial sequence 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; 


90 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


90 


ATCC 33200 16S ribosomal RNA, partial 
Lactobacillales; 


90 


90 


S ribosomal RNA, partial sequence 
Pseudomonadales; 


90 


10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


90 


RNA, partial sequence 
Pseudomonadales; 


90 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


90 


90 


Gammaproteobacteria; 


90 


90 


gi|219878449 


gi|219878448 
1642082 16435 


gi|219878447 
1643643 16451 


219878413 
sequence 


gi 


gi| 219878411 


gi|219878410 
1695512 16970 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi| 219878396 
Sphingobacter 
gi| 219878324 
sequenc 
Sphingoba 


219878310 
sequence 

Lactobacillac 
gi|219878268 


gi 


Desulfo 


219878210 
19767 


gi 


219878134 
sequence 
Lactobacillaceae 
gi|219878131 
sequence 


gi 


gi| 219857639 
2143068 21445 
Pseudomonad 


gi| 219857638 


219857621 
21703 
Pseudomonad 
219857620 
21719 


gi 


gi 


gi| 219857586 


strain KMM 3447 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


P 


219857576 
sequence 


gi 
gi|]219857575 
Desu 


gi|219857566 


Pseudomonadales; 


Pseudomonadales; 


Pseudomonadales; 


Pseudomonadales; 


ref|NR_025588.1 
1640520 16420 


ref|NR_025587.1 


ref|NR_025586.1 


ref|NR_025552.1 
1690867 169233 


ref|NR_025550.1 


ref|NR_025549.1 


ref|NR_025535.1 
iaceae; 
ref |NR_025463.1 
e 1817180 181866 
cteriales; 


ref |NR_025449.1 
1836949 183846 
eae; Lactobacill 
ref|NR_025407.1 

1893578 189509 
vibrionales; Des 


ref |NR_025349.1 
73 1978275 Desulf 


ref |NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025228.1 


aceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
Pseud 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref |NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025174.1 
221879 
seudomonadales; 


lfovibrionales; 


ref|NR_025154.1 


fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 


fructosus Bacteria; Firmicutes; 


Lactobacillales; 


Fructobacillus. 


3 
Pseudomonadaceae; 


; Desulfomicrobiaceae; 


Pseudomonas 
1 Pseudomonas 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 
Pseudomonas. 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
Pseudomonas. 


Cellvibrio 
5 Cellvibrio 


Pseudomonadaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
Pseudomonas. 


Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
Pseudomonas. 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 
Pedobacter. 


Sporocytophaga 
7 Sporocytophaga 


Flexibacteraceae; 


Lactobacillus 
1 Lactobacillus 
us. 
Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfomicrobium 
omicrobium macestii 
Desulfomicrobium. 
Lactobacillus 

3 Lactobacillus 


Desulfurobacterium 

8 Desulfurobacterium 
furobacterium. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
O. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Pseudomonas 

2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Desulfonatronum 
8 Desulfonatronum 


Desulfonatronumaceae; 


Fructobacillus 


2249193 225066 


7 Fructobacillus 


383950 Bacteria_ 


ficulneus strain 
Bacteria; Firmic 


383950 Bacteria_ 


venustensis stra 
Bacteria; Proteo 


383950 Bacteria_ 


lutaoensis strai 
Bacteria; Proteo 


383950 Bacteria_ 


strain CFML 97-3 
Proteobacteria; 


383950 Bacteria_ 


strain CFML 97-5 
Bacteria; Proteo 


383950 Bacteria_ 


thivervalensis s 
thivervalensis B 
Pseudomonas. 


383950 Bacteria_ 


brassicacearum s 
brassicacearum B 
Pseudomonas. 


383950 Bacteria_ 


strain ATCC 4973 
Proteobacteria; 


383950 Bacteria_ 


strain CIP 10546 
Bacteria; Proteo 
383950 Bact 
strain CIP 10547 
Proteobacteria; 

383950 Bact 
strain CIP 10525 
Proteobacteria; 

383950 Bact 
strain CIP 10527 
Proteobacteria; 


383950 Bacteria_ 


strain CFML 96-1 
Proteobacteria; 


383950 Bacteria_ 


strain CIP 10466 
Bacteria; Proteo 


383950 Bacteria_ 


strain CIP 10488 
Bacteria; Proteo 


383950 Bacteria_ 


strain CFML 96-1 
Bacteria; Proteo 


383950 Bacteria_ 


strain CIP 10527 
Proteobacteria; 


383950 Bacteria_ 


strain CIP 10546 
Bacteria; 


383950 Bacteria_ 
kitasatonis strai 
kitasatonis Bacte 
383950 Bacteria_ 


strain VPI-C6-61 
Firmicutes; Clos 


383950 Bacteria_ 


strain ATCC 1352 
Bacteria; 


383950 Bacteria_ 


strain ATCC 4996 
Bacteria; 


383950 Bacteria_ 


strain DSM 3050 
Proteobacteria; 


383950 Bacteria_ 


eria_ 


eria_ 


eria_ 


Proteob 


Proteob 


Proteob 


16S 2251874 2251931 37 90 gi 
FS-1 16S ribosomal RNA, partial sequen 
utes; Lactobacillales; Fructobacillus. 

16S 2264228 2264285 37 90 gi 
n IS04 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Oceanosp 
16S 2303582 2303639 37 90 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2321909 2321966 37 90 gi 
1 16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2323461 2323518 37 90 gi 
4 16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2521834 2521891 37 90 gi 
rain SBK26 16S ribosomal RNA, partial 

cteria; Proteobacteria; Gammaproteobac 


i 


n 
b 
16S 
9 
G 
16S 
1 
b 
16S 
t 
a 


16S 2523314 2523371 37 90 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


t 
a 
16S 2529386 2529443 37 90 gi 
G 
16S 
9 
b 
16 
0 
G 
16 
9 
G 
16 
4 
G 
16S 
9 


ammaproteobacteria; Pseudomonadales; P 
2556140 2556197 37 90 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
Ss 2557706 2557763 37 90 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
s 2562332 2562389 37 90 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
Ss 2571465 2571522 37 90 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2580586 2580643 37 90 gi 
8 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 2582152 2582209 37 90 gi 
4 16S ribosomal RNA, complete sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2583722 2583779 37 90 gi 
3 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2585291 2585348 37 90 gi 
70 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 2596129 2596186 37 90 gi 
3 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
16S 2597695 2597752 37 90 gi 
0 16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
16S 2705302 2705359 37 90 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
16S 2792420 2792477 37 90 gi 


t 
16S 
2 


ridia; Clostridiales; Lachnospiraceae; 
2854588 2854645 37 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2859271 2859328 37 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2863873 2863930 37 90 gi 


16S 
8 


16S 
1 


Gammaproteobacteria; Pseudomonadales; P 


ce 
en 
Le 


en 
na 


na 


te 


te 


16S ribosomal RNA, partial sequence 2528225 25296 


16S ribosomal RNA, partial sequence 2791299 27926 


6S ribosomal RNA, partial sequence 2862729 28642 


219857565 
22507 


219857557 
ce 22630 
illales; 
219857528 
ce 23024 
dales; 
219857515 
23207 
seudomonad 
219857514 
23223 
dales; P 
219857363 
sequence 

ria; Pse 


219857362 
sequence 
ria; Pse 


219857358 


seudomonad 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857185 
sequence 

obacillace 
219857122 


Coprococc 
219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856882 


seudomonad 


16S 2920684 2920741 37 90 gi 


219856843 


plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 


18 2252192 F 


50 2264581 Alcan 


04 2303932 Marin 
Alter 


64 2322265 P 
acea 


16 2323816 Pseud 
seud 


udomonadales; 


udomonadales; 


74 2556489 Pseud 
seud 


40 2558055 Pseud 
acea 


68 2562680 Pseud 
acea 


99 2571813 Ps 
acea 


20 2580935 Ps 
acea 


86 2582507 Ps 
seud 


58 2584074 Pseud 
seud 


25 2585640 Pseud 
seud 


61 2596478 Pseud 
acea 


29 2598044 Pseud 


ae; 


us. 


Fructobacillus 
bacillus ficulneus 


ref|NR_025153.1 


ructo 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Marinobacter 

bacter lutaoensis 
Marinobacter. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Pseudomonas 

4 Pseudomonas 
eudomonadaceae; 


ref|NR_025145.1 
i 
anivoracacea 
NR_025116.1 
° 
omonadaceae; 
NR_025103.1 
seudo: 
e; Pseudomon 
NR_025102.1 
° 
omonadaceae; 
ref|NR_024951.1 

2520665 252209 


Ps 


Alc 
ref 


ref 


ref 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


ref |NR_024950.1 

2522145 252361 
Ps 
Pseudomonas fragi 


ref|NR_024946.1 


82 Pseudomonas fragi Bacteria; 
acea 


as. 
Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 
Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 
Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 
Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 
Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Lactobacillus 
7 Lactobacillus 


e; Pseudomon 
NR_024928.1 
° 


ref 
omonadaceae; 
NR_024927.1 
° 
e; Pseudomon 
NR_024924.1 
° 
e; Pseudomon 
NR_024918.1 
eudo: 
e; Pseudomon 
NR_024912.1 
eudo: 
e; Pseudomon 
NR_024911.1 
eudo: 
omonadaceae; 
NR_024910.1 
°. 


ref 


ref 


ref 


ref 


ref 


ref 
omonadaceae; 
NR_024909.1 
° 


ref 
omonadaceae; 
NR_024902.1 
° 
e; Pseudomon 
NR_024901.1 
° 
seudomonadaceae; 
ref|NR_024813.1 
2704122 270562 
Lactobacillus. 

ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 


ref 


ref 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 


ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref |NR_024704.1 
10 2859620 Pseudo 
seudomonadaceae; Pseudomonas. 
ref|NR_024701.1| Pseudomonas halophila 
25 Pseudomonas halophila Bacteria; 
aceae; Pseudomonas. 
ref|NR_024662.1| Pseudomonas 

2919511 2921008 Pseudomonas 


plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 

383950 Bacteria_16S 
collinoides strai 
collinoides Bacteria; 
383950 Bacteria_16S 
strain PCl 16S ri 
Proteobacteria; G 
383950 Bacteria_16S 
strain LS-13 16S 
Proteobacteria; G 
383950 Bacteria_16S 
fornicalis strain 
fornicalis Bacteria; 
383950 Bacteria_16S 
strain DSM 11363 
Proteobacteria; G 
383950 Bacteria_16S 
acinonychis strai 
acinonychis Bacte 
Helicobacter. 
383950 Bacteria_16S 
hominis strain 65 
Bacteria; Proteob 
383950 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 
383950 Bacteria_16S 
daepoensis strain 
daepoensis Bacter 
Marinobacter. 
383950 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 
Marinobacter. 
383950 Bacteria_16S 
strain KMM 3809 1 
Proteobacteria; G 
383950 Bacteria_16S 
thalassicus strai 
thalassicus Bacteria; 
383950 Bacteria_16S 
lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 
383950 Bacteria_16S 
borkumensis strai 
Bacteria; Proteob 
383950 Bacteria_16S 
strain PCL 16S ri 
Fusobacteria. 
383950 Bacteria_16S 
strain R85-13-6 1 
Proteobacteria; E 
383950 Bacteria_16S 
strain VPB 4027 1 
Fusobacteria; Fus 
383950 Bacteria_16S 
strain 6111 16S r 
Proteobacteria; G 
383950 Bacteria_16S 
pametensis strain 
pametensis Bacter 
Helicobacter. 
383950 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 
383950 Bacteria_16S 


ria; 


ria; 


n Eaton 90-119-3 16S 


2946324 2946381 37 90 


n JCM1123 16S ribosomal RNA, partial s 
Lactobacillales; 


Firmicutes; 


2975091 2975148 37 90 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


2991880 2991935 37 90 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 


3010112 3010169 37 90 


TV1018 16S ribosomal RNA, partial seq 


Firmicutes; Lactobacillales; 
3177804 3177861 37 90 


3821160 3821217 37 90 
Proteobacteria; 


3828829 3828886 37 90 


73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 


3892813 3892870 37 90 


strain DSM 735 16S ribosomal RNA, 
Bacteria; 


Proteobacteria; 


4019789 4019846 37 90 


SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4021334 4021391 37 90 


SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4170309 4170366 37 90 


4184123 4184180 37 90 


n SC 562 16S ribosomal RNA, partial se 
Clostridi 


Firmicutes; Clostridia; 


4191768 4191825 37 90 


n SM-19 16S ribosomal RNA, partial seq 
Gammaproteobacter 


Proteobacteria; 


48026 48052 64 90 


n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 


149659 149716 37 90 


bosomal RNA, partial sequence 


296231 296261 61 90 


634545 634602 37 90 


Fusobacteriaceae; 
699738 699794 37 90 


ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 


1128602 1128632 61 90 


B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


1482834 1482891 37 90 
F 


1721139 1721196 37 90 


ribosomal RNA, pa 
Epsilonproteobact 


Gammaproteo 


219856826 
equence 
ob 

219846940 


gi 


Lact 
gi 


2973936 29754 


acillace 


ref|NR_024645.1 

2945130 294667 
ae; Lactobacill 
ref |NR_026532.1 


u 


Lactobacillus 
8 Lactobacillus 
Sis 
Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


seudomonadaceae; Pseudomonas. 
gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
2990709 2992158 Fluoribacter gormanii Bacteria; 

ionellaceae; Fluoribacter. 
gi|219846917|ref|NR_026509.1| Lactobacillus 

uence 3008942 3010362 Lactobacillus 

Lactobacillaceae; Lactobacillus. 

gi|219846803|ref|NR_026395.1| Pseudomonas graminis 


16S ribosomal RNA, partial sequence 3176631 31781 
ammaproteobacteria; Pseudomonadales; P 


se 

219846349 
rt 
er 


gi 
ia; 


gi| 219846344 
cteriales; 
gi| 219846300 
compl 
bacteria; 
219846210 
uence 

a; 


gi 


219846209 
uence 
a; 


gi 


gi|219846100 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alt 


219846088 
quence 
ales; 
219846081 
uence 


gi 


gi 


265679032 
nce 46828 
irillales; 
gi| 265678963 
148511 15001 


gi 


gi| 265678863 


6S ribosomal RNA, partial sequence 295056 29653 
psilonproteobacteria; Campylobacterale 


Ss; 


gi| 265678628 


6S ribosomal RNA, partial sequence 633402 63487 
obacteriales; 


Fusobacterium. 
gi| 265678583 
698584 69993 

matiaceae; 

gi| 253680771 

ria; 


gi| 219878151 


vincentii ATCC 49256 16S ribosomal RNA, partial 
vincentii ATCC 49256 Bacteria; 


usobacteria; Fus 


gi|219878394 


udomonad 
ial sequ 
Camp 


38276 


ete sequ 


Alteromonad 


Alteromonad 


eromonad 


Pept 


ia; Altero 


Helicob 


1 sequence 
Campy 


acea 

ref 
ence 
ylob 


e; Pseudomo 
NR_025940.1 

382000 
acterales; 


ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref|NR_025890.1 
ence 389163 
Oceanospirillale 


ref|NR_025800.1 
4018632 402012 
ales; Altero 


ref|NR_025799.1 
4020178 402167 
ales; Altero 


ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref|NR_025671.1 
190616 419208 
monadales; Alter 


rs 


rs 


ref |NR_029340.1 

48321 Alcani 
Alcanivoracacea 
ref|NR_029271.1 


ref|NR_029169.1 
6 Helicobacter 
acteraceae; Heli 
ref |NR_028933.1 
3 Fusobacterium 


ref|NR_028888.1 


Thiocystis. 
ref|NR_028019.1 

1127427 112890 
lobacterales; He 


ref 
sequ 
obac 


NR_025290.1 
ence 148170 
teriales; Fu 


H 


59 Pseudomonas graminis Bacteria; 
n 


as. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 
Halomonas 

6 3893166 Halomonas 

s; Halomonadaceae; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 


monadaceae; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Tepidibacter 

8 Tepidibacter 
e; Tepidibacter. 
Marinobacter 

8 Marinobacter 
omonadaceae; 


Alcanivorax 

vorax borkumensis 
e; Alcanivorax. 
Clostridium rectum 


5 Clostridium rectum Bacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Fusobacterium equinum 
equinum Bacteria; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


ref|NR_025533.1 


Cetobacterium somerae 


strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 


Fusobacteria; 


Fusobacteriales; 


Fusobacteriaceae; 


Cetobacterium. 


383950 Bacteria_16S 
strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain MIT 97-507 
Proteobacteria; 


Firmicutes; 


bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Helicobacter. 
383950 Bacteria_16S 3500319 3500376 37 90 gi|219846576|ref|NR_026168.1 


strain NCFB 3026 
Fusobacteria; 


383950 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; 


383950 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; 


383950 Bacteria_16S 
strain Hh-2 16S r 


Proteobacteria; 


383950 Bacteria_16S 


Proteobacteria; 


383950 Bacteria_16S 


Proteobacteria; 


383950 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; 


383950 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; 


383950 Bacteria_16S 


canifelinum strai 


canifelinum Bacte 
383950 Bacteria_16S 


Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

3647867 3647897 61 90 gi|219846473|ref|NR_026065.1 

S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3698036 3698066 61 90 gi| 219846438 |ref|NR_026029.1 

6S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3802790 3802820 61 90 gi|219846361|ref|NR_025952.1 

ibosomal RNA, partial sequence 3801626 3803095 Helicobacter 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3819652 3819682 61 90 gi|219846350|ref|NR_025941.1 

strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3822715 3822745 61 90 gi|219846348|ref|NR_025939.1 

strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3827297 3827327 61 90 gi| 219846345 |ref|NR_025935.1 

bosomal RNA, partial sequence 3826129 3827602 Helicobacter 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
3979530 3979560 61 90 gi|219846239|ref|NR_025829.1 
16S ribosomal RNA, partial sequence 3978437 3979693 Cytoph 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 
4182640 4182697 37 90 gi|219846089|ref|NR_025679.1 
n RMA 12708 16S ribosomal RNA, partial sequence 4181497 418295 
ria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacter 
4270 4291 69 90 gi| 265679061 |ref|NR_029369.1 

16S ribosomal RNA, partial sequence 3080 4533 


strain SE-32A-C8 
Proteobacteria; 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


383950 Bacteria_16S 


strain 513A 16S r 
Spirochaetes; Spi 


383950 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


383950 Bacteria_16S 


strain L532 16S r 
Firmicutes; 


383950 Bacteria_16S 


strain 653 16S ri 
Firmicutes; 


383950 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


Gammaproteobacteria; Oceanospirillales; 
383950 Bacteria_16S 


E 
383950 Bacteria_16S 
strain SR12 16S r 
Clost 
383950 Bacteria_16S 
bizzozeronii stra 


Gammaproteobacteria; Legionellales; Leg 
383950 Bacteria_16S 
strain R18 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhizobiales; 
383950 Bacteria_16S 
strain M6 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 
strain V2 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 


2086700 2086726 64 90 gi 


2293184 2293214 61 90 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2559291 2559317 64 90 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
3212702 3212732 61 90 gi 
in CCUG 35045 16S ribosomal RNA, parti 


S; 


5740 5761 69 90 gi 


4584 


Bacteria; Proteobacteria; 


17709 17730 69 90 gi|265679052|ref|NR_029360.1 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
26933 26954 69 90 gi| 265679046 |ref|NR_029354.1 
bosomal RNA, partial sequence 25762 27159 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
28397 28418 69 90 gi|265679045|ref|NR_029353.1 
S ribosomal RNA, partial sequence 27210 28718 


avobacteria; Flavobacteriales; 


219878132 
2085504 20870 
Alcanivor 
219857536 


219857338 
2558106 25596 
bacterium. 
219846780 
al 


Eu 


16S ribosomal RNA, partial sequence 3499171 35006 


ionellaceae; 
265679060 


Bartonellaceae; 


7201 7222 69 90 gi|265679059|ref|NR_029367.1 
sequence 6033 7437 
Rhizobiales; Bartonellaceae; Bartonella. 
8659 8680 69 90 gi|265679058|ref|NR_029366.1 
sequence 7488 8910 
Rhizobiales; Bartonellaceae; Bartonella. 
10109 10130 69 90 gi| 265679057 |ref|NR_029365.1 
2 16S ribosomal RNA, partial sequence 8961 10291 Pseudo 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 
13128 13149 69 90 gi| 265679055 |ref|NR_029363.1 
ibosomal RNA, partial sequence 11961 13410 
rochaetales; Brachyspiraceae; Brachyspira. 
14666 14687 69 90 gi|265679054|ref|NR_029362.1 
strain B-38 16S ribosomal RNA, partial sequence 13461 14981 


Gammaproteobacteria; 


Flavobacteriaceae; 


ref|NR_025271.1 
acaceae; Alcaniv 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref |NR_024926.1 


22920 
Helicob 


ref |NR_026372.1 


sequence 3211554 321297 


73 Cetobacterium 


Legionella. 
ref |NR_029368.1 
5982 
Bartonella. 


Thiotrichales; F 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Helicobacter aurati 
bacter aurati Bacteria; 


cobacter. 
Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Cetobacterium ceti 
ceti Bacteria; 


Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Fusobacterium 
4 Fusobacterium 
ium. 
Legionella erythra 


Legionella erythra Bacteria; 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Lactobacillus perolens 
perolens Bacteria; 


Clostridium roseum 


Clostridium roseum Bacteria; 


Coenonia. 


Coenonia anatina 


Coenonia anatina Bacteria; 


383950 Bacteria_16S 29992 30013 69 90 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

383950 Bacteria_16S 31566 31587 69 90 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

383950 Bacteria_16S 36004 36025 69 90 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

383950 Bacteria_16S 37509 37530 69 90 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

383950 Bacteria_16S 38914 38935 69 90 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128  Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

383950 Bacteria_16S 40402 40423 69 90 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

383950 Bacteria_16S 42002 42023 69 90 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

383950 Bacteria_16S 45003 45024 69 90 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

383950 Bacteria_16S 52717 52738 69 90 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

383950 Bacteria_16S 54327 54348 69 90 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
383950 Bacteria_16S 57260 57281 69 90 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

383950 Bacteria_16S 58760 58781 69 90 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

383950 Bacteria_16S 63295 63316 69 90 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
383950 Bacteria_16S 67832 67853 69 90 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135  Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

383950 Bacteria_16S 78301 48322 69 90 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

383950 Bacteria_16S 79710 79731 69 90 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

383950 Bacteria_16S 81210 81231 69 90 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

383950 Bacteria_16S 82691 82712 69 90 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

383950 Bacteria_16S 88721 88742 69 90 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
383950 Bacteria_16S 90240 90261 69 90 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

383950 Bacteria_16S 91725 91746 69 90 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

383950 Bacteria_16S 93273 93294 69 90 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 


ferrireducens Bacteria; Deferribacteres; 


Deferribacterales; 


Defer 


ribacteraceae; 


Geovibrio. 


383950 Bacteria_16S 94891 94912 69 90 gi| 265679000 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
383950 Bacteria_16S 101069 101090 69 90 gi| 265678996 
strain SL-4 16S ribosomal RNA, complete sequence 99832 10139 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

383950 Bacteria_16S 102635 102656 69 90 gi| 265678995 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequen 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillace 
Aneurinibacillus. 

383950 Bacteria_16S 111697 111718 69 90 gi| 265678988 


strain BR 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 
383950 Bacteria_16S 113260 113281 69 90 

strain HQgoel 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
383950 Bacteria_16S 114859 114880 69 90 
strain DM-2 16S ribosomal RNA, partial sequence 


gi 


gi 


Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrop 
383950 Bacteria_16S 128582 128603 69 90 gi|265678977 
espejiana strain 261 16S ribosomal RNA, partial sequence 12740 


Bacteria; 
Pseudoalteromonas. 
383950 Bacteria_16S 
strain BAL-1 16S 


131582 131603 69 90 
ribosomal RNA, complete sequence 


gi 


383950 Bacteria_16S 142278 142299 69 90 gi 
succinoxidans Bacteria; 
Desulfuromusa. 
383950 Bacteria_16S 143762 143783 69 90 

strain Kysw2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
383950 Bacteria_16S 146775 146796 69 90 gi 


strain FF3 16S ribosomal RNA, partial sequence 


Proteobacteria; 


gi 


383950 Bacteria_16S 151264 151285 69 

strain W6 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
383950 Bacteria_16S 152819 152840 69 


90 gi 


Clostridiaceae; 
90 gi 


propionicum strain X2 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; Clostridiales; 
383950 Bacteria_16S 154374 154395 69 90 

strain V 5-2 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
383950 Bacteria_16S 155939 155960 69 


gi 


Clostridiaceae; 
90 gi 


formicaceticum Bacteria; Firmicutes; 
383950 Bacteria_16S 162046 162067 69 


Clostridia; 
90 gi 
intestinale Bacteria; Firmicutes; Clostridia; 
383950 Bacteria_16S 165113 165134 69 90 gi 
sanfranciscensis strain L-12 16S ribosomal RNA, partial 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; 
383950 Bacteria_16S 166679 166700 69 90 gi 


Firmicutes; Clostridia; Clostridiales; 
383950 Bacteria_16S 168266 168287 69 
1721-77 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
383950 Bacteria_16S 169790 169811 69 90 gi 
strain Fowl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
383950 Bacteria_16S 171266 171287 69 90 
strain 50 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
383950 Bacteria_16S 172775 172796 69 90 
strain PB 1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
383950 Bacteria_16S 174284 174305 69 90 
398 16S ribosomal RNA, partial sequence 


Clostridiaceae; 
90 gi 


gi 


gi 


gi 


110499 11199 
Spirochaetaceae; Treponema. 

265678987 
112043 11359 
Syntrophobacterales; 
265678986 
113641 11518 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


265678975 
130392 13190 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 
265678968 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


265678967 
142594 14403 


265678965 
145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
265678962 
150066 15156 
Clostridiu 
265678961 


Clostridiaceae; 
265678960 
153188 15467 
Oxobacter. 
265678959 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 
Clostridiales; 
265678955 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 
Clostridiales; 
265678953 
sequence 
Lactobaci 
265678952 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 16699 
Clostridiu 
265678951 
167046 168502 Vibri 


265678950 

168553 16998 
Vibrionaceae; 
265678949 

170036 17150 
Vibrionaceae; 
265678948 

171556 17300 
Vibrionaceae; 
265678947 
173054 174520 Vibrio fischeri Bacteria; 


Syntrop 


P 


Desu 


Desulfur 


15161 


Cc 


Clos 


Vv 


Vv 


Vv 


ref |NR_029308.1| Lactobacillus lindneri 
Lactobacillus lindneri Bacteria; 

ref|NR_029304.1| Halobacillus litoralis 

0 Halobacillus litoralis Bacteria; 

ref |NR_029303.1| Aneurinibacillus 

ce 101441 102925 Aneurinibacillus 

ae; Aneurinibacillus group; 

ref|NR_029296.1| Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


ref|NR_029295.1| Syntrophus gentianae 
0 Syntrophus gentianae Bacteria; 
haceae; Syntrophus. 

ref|NR_029294.1| Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 
haceae; Syntrophus. 

ref|NR_029285.1| Pseudoalteromonas 

9 128819 Pseudoalteromonas espejiana 
seudoalteromonadaceae; 


ref |NR_029283.1 
2 Chrysiogenes 


Chrysiogenes arsenatis 
arsenatis Bacteria; 


ref|NR_029276.1 
141109 142543 
1lfuromonadales; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
Desulfuromusa. 


ref|NR_029273.1| Marinovum algicola 

3 Marinovum algicola Bacteria; 

aceae; Marinovum. 

ref|NR_029270.1| Clostridium litorale 
6 Clostridium litorale Bacteria; 

m. 

ref |NR_029269.1| Clostridium 


7 153137 Clostridium propionicum 
Clostridium. 
ref|NR_029268.1| Oxobacter pfennigii 
7 Oxobacter pfennigii Bacteria; 


ref|NR_029267.1| Clostridium 
154728 156242 Clostridium 
lostridiaceae; Clostridium. 
ref |NR_029263.1| Clostridium 
160899 162283 Clostridium 
tridiaceae; Clostridium. 
ref|NR_029261.1| Lactobacillus 
163866 165437 Lactobacillus 


llaceae; Lactobacillus. 
ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 

m. 
ref|NR_029259.1| Vibrio mimicus strain 
o mimicus Bacteria; Proteobacteria; 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 

ref|NR_029257.1| Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 
ibrio. 
ref|NR_029256.1| Vibrio gazogenes 
3 Vibrio gazogenes Bacteria; 

ibrio. 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 


ref|NR_029255.1| Vibrio fischeri strain 


Proteobacteria; 


383950 Bacteria_16S 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 


175792 175813 69 90 gi 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


383950 Bacteria_16S 


177277 177298 69 90 gi 


leiognathi strain Ll 16S ribosomal RNA, partial sequenc 


Bacteria; Proteobacteria; Gammaproteobacteria; Vibriona 
383950 Bacteria_16S 


strain ATCC 15468 


Proteobacteria; Gammaproteobacteria; 
383950 Bacteria_16S 
thermophilus stra 
thermophilus Bact 


Methylococcus. 


383950 Bacteria_16S 
proteolyticum str 
Firmicu 
383950 Bacteria_16S 


Bacteria; 


strain 6VI 16S ri 
Firmicutes; 


1787 16S ribosoma 
Firmicutes; Clost 


383950 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


collagenovorans s 
collagenovorans B 


383950 Bacteria_16S 


aminovalericum st 
aminovalericum Ba 


383950 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; 


aurantiaca strain 
Bacteria; 


whittenburyi stra 


Methylococcaceae; 


383950 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


383950 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


383950 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


383950 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


383950 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


383950 Bacteria_16S 


argentinense stra 
argentinense Bact 


383950 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


383950 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


383950 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


383950 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


Clost 
383950 Bacteria_16S 


G 
383950 Bacteria_16S 


Proteob 
383950 Bacteria_16S 
in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


178786 178807 
16S ribosomal RNA, 


69 90 gi 
partial sequence 
Aeromonadales; 
69 90 


180264 180285 gi 


eria; Proteobacteria; 


181757 181778 69 90 gi 


tes; Clostridia; Clostridiales; 
183293 183314 69 90 
bosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 
184862 184883 69 90 gi 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
186431 186452 69 90 gi 
ribosomal RNA, partial sequence 


gi 


187980 188001 69 90 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
189533 189554 69 90 gi 


rain DSM 1283 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
191059 191080 69 90 gi 


bosomal RNA, partial sequence 


192569 192590 69 90 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
194079 194100 69 90 gi 


Methylobacter. 

195590 195611 69 90 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
197100 197121 69 90 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
198568 198589 69 90 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
200201 200222 69 90 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


201776 201797 69 

osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
207987 208008 69 90 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
209540 209561 69 90 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
211092 211113 69 90 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
212648 212669 69 90 gi 
S ribosomal RNA, partial sequence 


90 gi 


Aer 
in IMV-B-3037 16S ribosomal RNA, parti 
Gammaproteobacte 
ain CG 16S ribosomal RNA, partial sequ 
Clostr 
182124 18361 


183663 185179 Clost 


185230 18674 
pelotrichi; Erysipelotrichales; Erysip 
383950 Bacteria_16S 


189853 19130 
ammaproteobacteria; Methylococcales; Methylococc 


195893 19735 


200572 20203 


211461 21296 


265678946 


onaceae; 
265678945 
e 17604 
les; Vibri 
265678944 

17756 
omonadacea 
265678943 
al sequenc 


265678942 
ence 18057 
idiaceae; 

265678941 


Clostridiu 
265678940 


Clostridiu 
265678939 


elotrichac 
265678938 
quence 
ridiales; 
265678937 
al sequenc 
idiales; C 
265678936 


265678935 
ence 19135 
occales; M 
265678934 
NA, partia 


265678933 
ence 19438 
occales; M 
265678932 


ethylococc 
265678931 
uence 
diales; Cl 
265678930 
equence 
ria; Desul 


265678929 


mily XI. I 
265678924 
al sequenc 
iales; Clo 
265678923 
20835 
idiaceae; 
265678922 
1 sequence 
iales; Clo 
265678921 


Clostridiu 


ridia; Clostridiales; Clostridiaceae; 
214233 214254 69 90 gi 
osomal RNA, partial sequence 


ammaproteobacteria; 


Vv 


ria; Methy 


ref|NR_029254.1 
ibrio. 
ref|NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029249.1 


m. 
ref 
ridi 
m. 
ref 


NR_029248.1 
um nexile DS 


NR_029247.1 


eae. 
ref |NR_029246.1 

186799 188298 
Clostridiaceae; 
ref |NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref|NR_029244.1 


aceae; Methylomi 
ref |NR_029243.1 
7 192822 Methyl 
ethylococcaceae; 
ref |NR_029242.1 
1 sequence 


ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref |NR_029240.1 
aceae; Methylomi 
ref |NR_029239.1 

197405 198934 
ostridiaceae; Cl 
ref |NR_029238.1 

198985 200521 
furomonadales; P 


ref |NR_029237.1 
ncertae Sedis; H 
ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref|NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref |NR_029230.1 

209908 211410 
stridiaceae; Clo 
ref |NR_029229.1 


mM. 


265678920 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Aeromonas punctata 
nas punctata Bacteria; 


Methylococcus 
Methylococcus 


ylococcaceae; 


Clostridium 
idium proteolyticum 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Clostridium nexile DSM 
M 1787 Bacteria; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Clostridium 
Clostridium 
Clostridium. 
Clostridium 
Clostridium 
lostridium. 
Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylomonas 
omonas aurantiaca 
Methylomonas. 
Methylobacter 
192873 194334 
Methylococcales; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Clostridium 
Clostridium 
ostridium. 
Pelobacter 
Pelobacter 
elobacteraceae; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


elcococcus. 
Clostridium 
Clostridium 
stridium. 
Clostridium sporogenes 
idium sporogenes 


Clostridium 

Clostridium 
stridium. 

Clostridium baratii 


8 Clostridium baratii Bacteria; 


ref|NR_029228.1 


Marinomonas vaga 


213019 214484 Marinomonas vaga Bacteria; 
Oceanospirillales; Marinomonas. 


383950 Bacteria_16S 215752 215773 69 90 gi| 265678919 |ref|NR_029227.1 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 21600 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
383950 Bacteria_16S 220400 220421 69 90 gi| 265678916 |ref|NR_029224.1 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

383950 Bacteria_16S 223377 223398 69 90 gi|265678914|ref|NR_029222.1 
strain 40 16S ribosomal RNA, partial sequence 222148 22363 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

383950 Bacteria_16S 224881 224902 69 90 gi|265678913|ref|NR_029221.1 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 22507 

Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

383950 Bacteria_16S 232348 232369 69 90 gi| 265678908 |ref|NR_029216.1 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigeniu 
383950 Bacteria_16S 233883 233904 69 90 gi| 265678907 |ref|NR_029215.1 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Rhodobacter. 

383950 Bacteria_16S 252458 252479 69 90 gi| 265678894 |ref|NR_029202.1 
strain Benl04 16S ribosomal RNA, partial sequence 251300 25272 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 
383950 Bacteria_16S 253933 253954 69 90 gi| 265678893 |ref|NR_029201.1 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Amaricoccus. 

383950 Bacteria_16S 255409 255430 69 90 gi| 265678892 |ref|NR_029200.1 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacte 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

383950 Bacteria_16S 258434 258455 69 90 gi|265678890|ref|NR_029198.1 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella 
383950 Bacteria_16S 259910 259931 69 90 gi| 265678889 |ref|NR_029197.1 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
Ruegeria. 

383950 Bacteria_16S 261286 261307 69 90 gi| 265678887 |ref|NR_029195.1 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
383950 Bacteria_16S 264396 264417 69 90 gi|265678884|ref|NR_029190.1 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
383950 Bacteria_16S 273378 273399 69 90 gi| 265678878 |ref|NR_029184.1 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacter 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rh 
383950 Bacteria_16S 274945 274966 69 90 gi| 265678877 |ref|NR_029183.1 
strain S-16 16S ribosomal RNA, partial sequence 273748 27524 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

383950 Bacteria_16S 280967 280988 69 90 gi| 265678873 |ref|NR_029179.1 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Geobacter. 

383950 Bacteria_16S 282453 282474 69 90 gi| 265678872 |ref|NR_029178.1 
strain W 1471 16S ribosomal RNA, partial sequence 281272 28276 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

383950 Bacteria_16S 284037 284058 69 90 gi|265678871|ref|NR_029177.1 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfobacter. 

383950 Bacteria_16S 293234 293255 69 90 gi| 265678865 |ref|NR_029171.1 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; P 


383950 Bacteria_16S 


strain HO14 16S r 
Spirochaetes; Spi 


383950 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


383950 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


asteurellaceae; Aggregatibacter. 
311406 311427 69 90 

ibosomal RNA, partial sequence 

rochaetales; Spirochaetaceae; Borrelia 
312950 312971 69 90 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 


gi 


310195 31168 


265678853 
; Borrelia 
265678852 
equence 

ylococcus. 


314491 314512 69 90 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 


ref 


bur 
ref 


265678851 


ref 


7 Borrelia 


311738 3 


NR_029159.1 


gdorferi gro 
NR_029158.1 
13264 


Halomonas elongata 


2 Halomonas elongata Bacteria; 


Geobacillus 
Geobacillus 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Peptococcus niger 


4 Peptococcus niger Bacteria; 


Propionigenium 
Propionigenium 
m. 

Rhodobacter 
Rhodobacter 
bacteraceae; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 
Ruegeria 

260120 Ruegeria 
Rhodobacteraceae; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Psychroserpens 
Psychroserpens 

iaceae; Psychroserpens. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 

Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Geobacter 
Geobacter 
Geobacteraceae; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Borrelia japonica 


japonica Bacteria; 


up. 
Staphylococcus 
Staphylococcus 


NR_029157.1 


Clostridium botulinum 


313315 314767 Clostridium botulinum A 


idiaceae; 


Clos 


tridium. 


383950 


Bacteria_16S 


318910 318931 69 


90 gi| 265678848 


ref|NR_029153.1| Bartonella vinsonii 


subsp. berkhoffii strain 93-C01l 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
383950 Bacteria_16S 321913 321934 69 90 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 323515 323536 69 90 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

383950 Bacteria_16S 329676 329697 69 90 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

383950 Bacteria_16S 332876 332897 69 90 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 


thermoautotrophica Bacteria; 
Moorella group; Moorella. 


383950 
strain 


Firmicutes; 


383950 


marinus strain MH 
Bacteria; 


383950 
strain 


Firmicutes; 


383950 
strain 


Bacteria_16S 
S-182 16S 
Lactobacillales; 
Bacteria_16S 


Bacteria_16S 
124-2 16S 
Lactobacillales; 
Bacteria_16S 
39 16S ribosomal RNA, 


340655 340676 69 
ribosomal RNA, partial sequence 


342146 342167 69 
-110 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 
345123 345144 69 
ribosomal RNA, partial sequence 


346683 346704 69 


Firmicutes; Clostridia; 


90 gi| 265678831 
339450 34088 
Pediococcus. 

gi| 265678830 
34093 
Pis 
gi| 265678828 
343905 34542 
Lactobacillus. 

gi| 265678827 

345474 34689 


Lactobacillaceae; 
90 


90 


Lactobacillaceae; 
90 
partial sequence 


Thermoanaerobacterales; 


Thermoanaerobacteraceae; 


ref|NR_029136.1| Pediococcus parvulus 
5 Pediococcus parvulus Bacteria; 
ref |NR_029135.1| Hydrogenovibrio 


6 342344 Hydrogenovibrio marinus 
cirickettsiaceae; Hydrogenovibrio. 
ref|NR_029133.1| Lactobacillus pentosus 
3 Lactobacillus pentosus Bacteria; 


ref |NR_029132.1 
2 Brevibacillus 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

383950 Bacteria_16S 348152 348173 69 90 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

383950 Bacteria_16S 351065 351086 69 90 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

383950 Bacteria_16S 352500 352521 69 90 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

383950 Bacteria_16S 353961 353982 69 90 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

383950 Bacteria_16S 355420 355441 69 90 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

383950 Bacteria_16S 356899 356920 69 90 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

383950 Bacteria_16S 358324 358345 69 90 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

383950 Bacteria_16S 364374 364395 69 90 gi|265678812|ref|NR_029117.1| Phenylobacterium 


lituiforme strain 
Bacteria; 


383950 


Bacteria_16S 


strain A3 16S ribosomal RNA, 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
367344 367365 69 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 

fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alt 
Idiomarina. 


383950 


383950 


anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Ocea 
Halomonas. 
383950 Bacteria_16S 371810 371831 69 90 gi| 265678807 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 
Pseudovibrio. 


383950 


Bacteria_16S 
3703 


Bacteria_16S 


Bacteria_16S 3733 


FaiI3 16S ribosomal RNA, partial sequence 363 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 


Cc 
365858 365879 69 90 gi| 265678811 
partial sequence 364736 36609 


64 370385 69 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 


08 373329 69 


26 


90 gi| 265678810 


90 gi| 265678808 


Rhod 


4 364685 Phenylobacterium lituiforme 


aulobacteraceae; Phenylobacterium. 
ref|NR_029116.1| Salipiger mucosus 
9 Salipiger mucosus Bacteria; 
aceae; Salipiger. 
ref|NR_029115.1| Idiomarina 

366150 367594 Idiomarina 


Idiomarinaceae; 


90 gi| 265678806 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


Sph 


ref|NR_029113.1] Halomonas 
369170 370614 Halomonas 
nospirillales; Halomonadaceae; 
ref|NR_029112.1| Pseudovibrio 
370665 372098 Pseudovibrio 
obacterales; Rhodobacteraceae; 
ref|NR_029111.1| Sphingomonas 


372149 373610 Sphingomonas 
ingomonadales; Sphingomonadaceae; 


383950 Bacteria_16S 


strain HTCC2597 1 


379419 379440 69 90 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


383950 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


383950 Bacteria_16S 


strain PL7HG1 16S 


382455 382476 69 90 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


383968 383989 69 90 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


383950 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


383950 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
australis Bacteria; Proteobacteria; Gammaproteobacteria; 


asymbiotica subsp 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 


383950 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


383950 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


383950 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


383950 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


383950 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


383950 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


383950 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


383950 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


383950 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


383950 Bacteria_16S 


strain HTCC2506 1 
Proteobacteria; A 


383950 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


383950 Bacteria_16S 


strain E7107 16S 
Proteobacteria; A 


383950 Bacteria_16S 


strain 5424 16S r 
Proteobacteria; A 


383950 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


383950 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


383950 Bacteria_16S 


oligofermentans s 
oligofermentans B 


383950 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


383950 Bacteria_16S 


strain AU476 16S 


394771 394792 69 90 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
400892 400913 69 90 gi 


Photorhabdus. 
90 gi 


Enterobacteriaceae; 
411751 411772 69 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
413351 413372 69 90 gi 
Kx156A7 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactob 
416487 416508 69 90 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
417977 417998 69 90 gi 
in DV1184 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
419471 419492 69 90 gi 
bosomal RNA, partial sequence 


v 


265678802 


6S ribosomal RNA, partial sequence 378266 37969 


hodobacter 
265678800 
sequence 
cteria; Rh 


265678799 


382807 38428 


rhizobiace 
265678792 

39362 

Oribacter 
265678788 


265678780 
uence 
bacillacea 
265678779 
quence 
acillaceae 

265678777 


415329 41680 


les; Methy 
265678776 
equence 

iales; Pep 
265678775 


418286 41972 


ammaproteobacteria; Oceanospirillales; Halomonad 

424106 424127 69 90 gi| 265678772 
bosomal RNA, partial sequence 422881 42442 
lales; Bacillaceae; Bacillus. 

425680 425701 69 90 gi| 265678771 

RNA, partial sequence 424476 425990 Formo 
avobacteriales; Flavobacteriaceae; Formosa. 

431825 431846 69 90 gi| 265678767 
in MDA5605 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhodo 

434987 435008 69 90 gi| 265678765 
ribosomal RNA, partial sequence 433793 43528 
ammaproteobacteria; Alteromonadales; Shewanellac 

439630 439651 69 90 gi| 265678762 
6S ribosomal RNA, partial sequence 438478 43991 
lphaproteobacteria; Rhizobiales; Aurantimonadace 

441153 441174 69 90 gi| 265678761 

ribosomal RNA, partial sequence 439970 44147 
icutes; Entomoplasmatales; Entomoplasmataceae; M 

447284 447305 69 90 gi| 265678757 
ribosomal RNA, partial sequence 446125 44760 
lphaproteobacteria; Rhodospirillales; Acetobacte 

448816 448837 69 90 gi| 265678756 
ibosomal RNA, partial sequence 447654 44913 
lphaproteobacteria; Rhodospirillales; Acetobacte 

453446 453467 69 90 gi| 265678752 
S ribosomal RNA, complete sequence 452220 45376 
lales; Macrococcus. 

455045 455066 69 90 gi| 265678751 
S ribosomal RNA, complete sequence 453819 45536 
lales; Macrococcus. 

456605 456626 69 90 gi| 265678747 
train 2-4 16S ribosomal RNA, partial sequence 
acteria; Firmicutes; Lactobacillales; Streptococ 

464069 464090 69 90 gi| 265678742 
n AS1.1761 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; Rhizob 

465578 465599 69 90 gi| 265678741 


ribosomal RNA, partial sequence 


ref|NR_029107.1 
aceae; Oceanicol 
ref|NR_029105.1 

381306 382756 
izobiales; Phyll 
ref|NR_029104.1 
ae; Bradyrhizobi 
ref |NR_029097.1 
6 394999 Oribac 
ium. 
ref 
rtia 


NR_029093.1 
1 sequence 


ref |NR_029072.1 
430661 432145 
spirillales; Ace 


ref |NR_029070.1 


Shewanella 
NR_029067.1 


eae; 
ref 


Fulvimarina 
NR_029066.1 


ae; 
ref 


lasma. 
NR_029062.1 


esop 
ref 


race 
ref 


ae; Roseomon 
NR_029061.1 


race 
ref 


ae; Roseomon 
NR_029057.1 


ref|NR_029056.1 


ref |NR_029052.1 

455417 456926 
caceae; Streptoc 
ref|NR_029047.1 

462905 464361 
iales; Xanthobac 
ref|NR_029046.1 


Inquili 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Parvibaculum 
Parvibaculum 

obacteriaceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Oribacterium sinus 
terium sinus Bacteria; 


Photorhabdus 
399669 401215 


ref|NR_029085.1| Lactobacillus 

410506 412073 Lactobacillus 
e; Lactobacillus. 
ref |NR_029084.1| Lactobacillus 

412124 413673 Lactobacillus 
; Lactobacillus. 
ref|NR_029082.1| Methylobacterium 
5 Methylobacterium populi BJ001 
lobacteriaceae; Methylobacterium. 
ref|NR_029081.1| Tepidibacter 

416856 418235 Tepidibacter 
tostreptococcaceae; Tepidibacter. 
ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 
aceae; Halomonas. 
ref|NR_029077.1| Bacillus algicola 
5 Bacillus algicola Bacteria; 
ref|NR_029076.1| Formosa algae strain 
sa algae Bacteria; Bacteroidetes; 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Streptococcus 
Streptococcus 

occus. 

Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Inquilinus limosus 


464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


nus. 


383950 Bacteria_16S 


strain S-5623 16S 
Firmicutes; 


Alphaproteobacter 


383950 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


383950 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


strain G-16.1 16S 


Lacto 
383950 Bacteria_16S 
phoeniculicola st 
phoeniculicola Ba 
383950 Bacteria_16S 
parakefiri strain 
parakefiri Bacter 
383950 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


491716 491737 69 90 
ribosomal RNA, partial sequence 


gi 


acteria; Gammaproteobacteria; Oceanosp 
383950 Bacteria_16S 
490502 49197 


irillales; 
265678724 


inomonas. 
NR_029029.1 


Mar 
ref 


473267 473288 69 90 gi|265678736|ref|NR_029041.1| Weissella koreensis 
ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
bacillales; Weissella. 
474807 474828 69 90 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
476344 476365 69 90 gi|265678734|ref|NR_029039.1| Lactobacillus 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
477717 477738 69 90 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
487012 487033 69 90 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 
488583 488604 69 90 gi| 265678726 |ref|NR_029031.1| Marinomonas 
n Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

383950 Bacteria_16S 497812 497833 69 90 gi|265678720|ref|NR_029025.1| Streptococcus 

halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 

halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

383950 Bacteria_16S 502520 502541 69 90 gi|265678717|ref|NR_029022.1| Bacillus indicus 

strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 504019 504040 69 90 gi|265678716|ref|NR_029021.1| Loktanella 

vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 

vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Loktanella. 

383950 Bacteria_16S 508652 508673 69 90 gi|265678713|ref|NR_029018.1| Lactobacillus 

coryniformis subsp. torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 
Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 

Lactobacillaceae; Lactobacillus. 

383950 Bacteria_16S 511612 511633 69 90 gi|265678711|ref|NR_029016.1| Geobacillus debilis 

strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

383950 Bacteria_16S 513156 513177 69 90 gi|265678710|ref|NR_029015.1]| Streptococcus 

devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 

devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

383950 Bacteria_16S 514595 514616 69 90 gi|265678709|ref|NR_029014.1| Lactobacillus rossiae 

strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

383950 Bacteria_16S 516061 516082 69 90 gi| 265678708 |ref|NR_029013.1| Reinekea 

marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 

marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

383950 Bacteria_16S 517624 517645 69 90 gi| 265678707 |ref|NR_029012.1| Photorhabdus 

luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


Photorhabdus luminescens 


Enterobacteriales 


383950 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


383950 Bacteria_16S 


micromati strain 
Bacteria; Bactero 


383950 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


383950 Bacteria_16S 


contaminans strai 
contaminans Bacte 


383950 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


383950 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 


; Enterobacteriaceae; Photorhabdus. 


519189 519210 69 90 


gi 


Photorhabdus. 
520725 520746 69 90 gi 
R-9192 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
522252 522273 69 90 gi 
n R-9106 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
526827 526848 69 90 gi 
n R-16222 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Bacillace 
528378 528399 69 90 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
529907 529928 69 90 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 


e; 


gi 


Deinoco 


383950 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


532883 532904 69 90 gi 


- kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


265678706 |ref|NR_029011.1| Photorhabdus 
sequence 517982 519496 Photorhabdus 
cteria; Enterobacteriales; 
265678705|ref|NR_029010.1| Flavobacterium 
ence 519547 521026 Flavobacterium micromati 
s; Flavobacteriaceae; Flavobacterium. 
265678704|ref|NR_029009.1| Flavobacterium 
quence 521077 522551 Flavobacterium 
vobacteriales; Flavobacteriaceae; Flavobacterium. 
265678701|ref|NR_029006.1| Anoxybacillus 
equence 525601 527141 Anoxybacillus 
ae; Anoxybacillus. 
265678700|ref|NR_029005.1| Enhydrobacter 
527192 528675 Enhydrobacter aerosaccus 
nadales; Moraxellaceae; Enhydrobacter. 
265678699|ref|NR_029004.1| Deinococcus indicus 
528726 530192 Deinococcus indicus Bacteria; 
ccaceae; Deinococcus. 
265678697|ref|NR_029002.1| Bacillus drentensis 


531745 533182 Bacillus drentensis Bacteria; 


383950 Bacteria_16S 
nepalensis strain 
Firmicu 
383950 Bacteria_16S 
strain JR 16S rib 


Bacteria; 


Deferribacteres; 


383950 Bacteria_16S 


strain CIP 105566 
Proteobacteria; 


mariniglutinosa s 


G 
383950 Bacteria_16S 
train KMM 3635 16S ribosomal RNA, part 


542063 542084 69 90 gi 


tes; Bacillales; 
543596 543617 69 

osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
546657 546678 69 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
548144 548165 69 90 gi 


Staphylococcus. 


90 gi 


CW1 16S ribosomal RNA, partial sequen 


542382 54390 


265678691 
ce 54086 


265678690 


Deferriba 
265678688 

54547 
Enterobac 
265678687 
ial sequen 


ref|NR_028996.1| Staphylococcus 

2 542331 Staphylococcus nepalensis 
ref|NR_028995.1| Deferribacter abyssi 
0 Deferribacter abyssi Bacteria; 
cter. 

ref|NR_028993.1| Enterobacter kobei 

5 546925 Enterobacter kobei Bacteria; 
teriaceae; Enterobacter. 
ref|NR_028992.1| Pseudoalteromonas 


ce 546976 548458 Pseudoalteromonas 


mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

383950 Bacteria_16S 551328 551349 69 90 gi|265678685|ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

383950 Bacteria_16S 560448 560469 69 90 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

383950 Bacteria_16S 561983 562004 69 90 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

383950 Bacteria_16S 563556 563577 69 90 gi|265678677|ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 

383950 Bacteria_16S 571123 571144 69 90 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

383950 Bacteria_16S 572613 572634 69 90 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

383950 Bacteria_16S 575595 575616 69 90 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter pulmonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

383950 Bacteria_16S 578578 578599 69 90 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

383950 Bacteria_16S 583079 583100 69 90 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

383950 Bacteria_16S 584566 584587 69 90 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

383950 Bacteria_16S 586062 586083 69 90 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 587570 587591 69 90 gi|265678661|ref|NR_028966.1| Psychrobacter faecalis 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter faecalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

383950 Bacteria_16S 590529 590550 69 90 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

383950 Bacteria_16S 593565 593586 69 90 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
383950 Bacteria_16S 598048 598069 69 90 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
strain BCH 16S ribosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

383950 Bacteria_16S 602543 602564 69 90 gi|265678651|ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

383950 Bacteria_16S 605590 605611 69 90 gi|265678648|ref|NR_028953.1| Saccharospirillum 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 
Saccharospirillum. 

383950 Bacteria_16S 607136 607157 69 90 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 


picturae strain R-5321 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


tes; Bacillales; Bacillaceae; Oceanoba 


60592 
cillus. 


0 607435 Oceanobacillus picturae 


383950 Bacteria_16S 
psychrophilum strain 


psychrophilum Bacteria; 


383950 Bacteria_16S 
mindensis strain TMW 
mindensis Bacteria; 

383950 Bacteria_16S 
nivimaris strain 
Bacteria; 
383950 Bacteria_16S 


strain 289 16S ribosomal RNA, 


Proteobacteria; 
383950 Bacteria_16S 
strain GraTa 2 16 
Fusobacteria; 
383950 Bacteria_16S 


Firmicutes; 


88/2-7 
Proteobacteria; 


Fusobacteriales; 


610208 610229 69 
CMS 
Firmicutes; 

611753 611774 69 
1.80 16S ribosomal RNA, 


613341 613362 69 


616424 616445 69 


626964 626985 69 


628554 628575 69 


Lactobacillales; 


90 


90 


complete sequence 
Lactobacillaceae; 


90 


90 


complete sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


90 


S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


90 


strain M1l 16S ribosomal RNA, partial sequence 


Proteobacteria; 
383950 Bacteria_16S 
strain CE2105 16S 


630032 630053 69 


90 


ribosomal RNA, partial sequence 


gi 


530r 16S ribosomal RNA, partia 
Bacillales; 


gi 


gi 


16S ribosomal RNA, partial sequence 61213 
Gammaproteobacteria; Pseudomonadales; 


gi 
61 


gi 
62 


Ilyobacter. 


gi 
62 


Gammaproteobacteria; Enterobacteriales; 


gi 
62 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


383950 Bacteria_16S 
strain Z 4493 16S 
Firmicutes; 
383950 Bacteria_16S 


40M4T 16S ribosomal RNA, 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


383950 Bacteria_16S 
acidiphila strain 
Bacteria; 
383950 Bacteria_16S 


urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial seque 


urinaehominis Bacteria; Lactobacillales; Aerococcacea 


383950 Bacteria_16S 


633045 633066 69 
Clostridiales; 
645401 645422 69 


complete sequence 


649993 650014 69 


651465 651486 69 


Firmicutes; 
652857 652878 69 


90 


ribosomal RNA, partial sequence 
Clostridia; 


90 


644174 645732 Vibri 


90 


90 


strain CK55 16S ribosomal RNA, partial sequence 


Firmicutes; 
383950 Bacteria_16S 
azorensis strain 
Bacteria; Firmicutes; 
383950 Bacteria_16S 


proteolyticus strain 116 16S ribosomal RNA, partial sequence 
proteolyticus Bacteria; 


Psychrobacter. 
383950 Bacteria_16S 
strain L1-92 16S 
Firmicutes; 
383950 Bacteria_16S 
N7 16S ribosomal RNA, 
Gammaproteobacteria; 
383950 Bacteria_16S 


pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial seque 
pinnipedialis Bacteria; 


383950 Bacteria_16S 
strain 279-56 16S 
Proteobacteria; 
cloacae complex. 
383950 Bacteria_16S 


odorimutans strain NorPut 16S ribosomal RNA, partial sequence 


odorimutans Bacteria; 
Anaerovorax. 
383950 Bacteria_16S 
strain WoG13 16S 
Firmicutes; 
383950 Bacteria_16S 


entanii strain LTH4560 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


Bacteria; 
383950 Bacteria_16S 
strain SCII24 16S 


383950 Bacteria_16S 


Clostridia; 


Clostridiales; 
654317 654338 69 


Clostridia; 
655823 655844 69 


Proteobacteria; 
658837 658858 69 
660333 660354 69 

partial sequence 
Pseudomonadales; 


661864 661885 69 


Firmicutes; 
663327 663348 69 


664887 664908 69 
Firmicutes; Clostridia; 


666471 666492 69 
Clostridiales; 
667947 667968 69 


678664 678685 69 


680108 680129 69 


Bacillales; 


ribosomal RNA, partial sequence 


Moraxellaceae; 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


ribosomal RNA, partial sequence 
Clostridia; 


90 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


90 


gi 
63 


Eubacteriaceae; 


gi 


gi 


B2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


gi 


MV1087 16S ribosomal RNA, partial sequence 653 
Clostridiales; 


Clostridia; Clostridiales; Lachnospiraceae; 


gi 


677507 67890 


gi 


265678645 


265678644 


265678643 


265678641 
5203 61674 


265678634 
5776 62729 


265678633 
7341 62884 
Enterobac 
265678631 
8893 63029 
Rhodospiri 
265678629 
1874 63335 
Acetobacte 
265678621 


265678618 
64884 
les; Beije 


265678617 


265678597 


llaceae; 


1 sequence 


Planococcaceae; P 


M 


Vv 


Acet 


ref 


ref 


6 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


rinc 


ref 
nce 


e; Aerococcus. 
90 gi| 265678615 |ref|NR_028920.1 
651676 65311 
Clostridiaceae; Clostridium. 
90 gi|265678614|ref|NR_028919.1 
163 654605 Calora 
Clostridiaceae; Caloranaerobacte 
90 gi| 265678613 |ref|NR_028918.1 
654656 656081 
Gammaproteobacteria; Pseudomonadales; Mor 
90 gi|265678610|ref|NR_028915.1 
657665 659120 Anaerostipes 
Anaerostipes. 
90 gi|265678609|ref|NR_028914.1 
659171 660617 Moraxella canis Bacte 
Moraxella. 
90 gi| 265678608 |ref|NR_028913.1 
nce 660668 
Jeotgalicoccus. 
90 gi| 265678607 |ref|NR_028912.1 
662137 66364 
Enterobacteriaceae; Enter 
90 gi|265678606|ref|NR_028911.1 
663698 665185 
Clostridiales; Clostridiales Family 
90 gi|265678605|ref|NR_028910.1 
665236 66673 
Syntrophomonadaceae; Pelospora. 
90 gi|265678604|ref|NR_028909.1 
666786 668269 Glucon 


ref 


265678596 


grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


609006 61048 
lanomicrobium. 


10536 61207 
Lactobacillus. 


0 613627 Psych 
oraxellaceae; 


teriaceae; 


llaceae; 


0 650254 Methy 


4 Ochrobactrum 
Ochro 


NR_028950.1 
NR_028949.1 
9 
NR_028948.1 
P 
NR_028946.1 
NR_028939.1 
NR_028938.1 
NR_028936.1 


NR_028934.1 


NR_028926.1 


o lentus Bacteria; 


NR_028923.1 
1 
kiaceae; Met 
NR_028922.1 

650305 


obacteraceae 
NR_028902.1 


bactrum. 


ref 


5 


Planomicrobium 
Planomicrobium 


Lactobacillus 
Lactobacillus 


Psychrobacter 


robacter nivimaris 
sychrobacter. 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 
ibrio. 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Morganella morganii 


2 Morganella morganii Bacteria; 
Morganella. 


Roseospira marina 


8 Roseospira marina Bacteria; 
Roseospira. 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 
rium. 


Vibrio lentus strain 
Proteobacteria; 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Aerococcus 

651625 Aerococcus 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
ry 

Psychrobacter 
Psychrobacter 
axellaceae; 


Anaerostipes caccae 


caccae Bacteria; 


Moraxella canis strain 
ria; Proteobacteria; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Enterobacter cloacae 


7 Enterobacter cloacae Bacteria; 


obacter; Enterobacter 


Anaerovorax 
Anaerovorax 


XIII. Incertae Sedis; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Gluconacetobacter 
acetobacter entanii 

; Gluconacetobacter. 
Ochrobactrum tritici 


tritici Bacteria; 


NR_028901.1 


Ochrobactrum 


678955 680426 Ochrobactrum 


383950 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


383950 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


383950 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


383950 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


383950 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


383950 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


383950 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


383950 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


383950 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


383950 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


383950 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


383950 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


383950 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


383950 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


383950 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


383950 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


383950 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


383950 Bacteria_16S 


sibirica strain A 
Bacteria; Proteob 


383950 Bacteria_16S 


silvestris strain 
silvestris Bacter 


383950 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


383950 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


383950 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


383950 Bacteria_16S 


strain MDA5527 16 


684464 684485 69 90 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

686001 686022 69 90 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
687566 687587 69 90 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
690660 690681 69 90 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
692212 692233 69 90 gi 
n NSW 326 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


698253 698274 69 90 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
704168 704189 69 90 gi 


ammaproteobacteria; Chromatiales; Chro 
706972 706993 69 90 gi 
ribosomal RNA, partial sequence 


; Enterobacteriaceae; Photorhabdus. 


725464 725485 69 90 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


728568 728589 69 90 gi 
12 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
731514 731535 69 90 gi 
HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
733079 733100 69 90 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
734501 734522 69 90 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
737576 737597 69 90 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
742206 742227 69 90 

S ribosomal RNA, partial sequence 


gi 


Entomoplasmataceae; 


265678593 


683287 68472 


Clostridiu 
265678592 
ce 68477 
acterales; 
265678591 

68634 
acterales; 
265678589 


16S ribosomal RNA, partial sequence 689459 69096 


Enterobac 
265678588 
sequence 

ia; Entero 


265678584 
nce 69711 
terales; C 
265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678578 


705889 70720 


265678565 
RNA, part 


265678563 
72737 
ales; Ecto 
265678561 
uence 
ceae; Soli 
265678560 


731878 733268 Thioc 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678556 


736380 73789 


E 
265678553 


ref|NR_028898.1| Clostridium acidisoli 
3 Clostridium acidisoli Bacteria; 

m. 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028896.1 
3 687857 Desulf 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 

Desulfosarcina 
osarcina cetonica 

Desulfobacteraceae; Desulfosarcina. 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 
ref |NR_028893.1| Buttiauxella 

691014 692520 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref|NR_028883.1| Dorea longicatena 
4 Dorea longicatena Bacteria; 


Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Lamprocystis purpurea 
purpurea Bacteria; 


ridia; Clostridiales; Lachnospiraceae; Dorea. 
709899 709920 69 90 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
711457 711478 69 90 gi|265678575|ref|NR_028880.1| Moritella viscosa 
16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

716075 716096 69 90 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
ibosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
lphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

717652 717673 69 90 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
bosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

719258 719279 69 90 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
n 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
tes; Bacillales; Bacillaceae; Virgibacillus. 

720773 720794 69 90 gi|265678568|ref|NR_028872.1| Asticcacaulis 
ain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
teria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 

722295 722316 69 90 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 

ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

723881 723902 69 90 gi|265678566|ref|NR_028870.1| Photorhabdus 
- laumondii strain TT0O1 16S ribosomal RNA, partial sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ref 
ial 


NR_028869.1 
sequence 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_028867.1| Thiorhodospira 
0 728734 Thiorhodospira sibirica 
thiorhodospiraceae; Thiorhodospira. 
ref|NR_028865.1| Solibacillus 

730321 731827 Solibacillus 
bacillus. 
ref|NR_028864.1| Thiocapsa rosea strain 
apsa rosea Bacteria; Proteobacteria; 
ref|NR_028863.1| Thiohalocapsa 
9 734742 Thiohalocapsa halophila 
matiaceae; Thiohalocapsa. 
ref|NR_028860.1| Entomoplasma lucivorax 


7 Entomoplasma 
ntomoplasma. 
ref|NR_028857.1 


lucivorax Bacteria; 


Roseomonas mucosa 


741046 742527 Roseomonas mucosa Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 


383950 Bacteria_ 


strain 3-p 16S ri 


16S 743698 743719 69 


90 


bosomal RNA, partial sequence 


gi 
74 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


383950 Bacteria_16S 


746577 746598 69 


90 


gi 


265678551 
2578 74395 
Rhodospiri 
265678549 


strain 4N13 16S ribosomal RNA, partial sequence 
Proteobacteria; 
383950 Bacteria_16S 747952 747973 69 90 
strain 9A01 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Gammaproteobacteria; Pseudomonadales; M 


745469 74679 
oraxellaceae; 
265678548 
746844 74816 


gi 


ref |NR_028855.1 


llaceae; Rhodoci 
ref |NR_028853.1 
3 Acinetobacter 


ref |NR_028852.1 
8 Acinetobacter 


383950 Bacteria_16S 
strain 4B02 16S r 
G 
383950 Bacteria_16S 
tjernbergiae stra 
tjernbergiae Bacteria; 


Proteobacteria; 


Acinetobacter. 


383950 Bacteria_1 
strain AB1110 16S 


Proteobacteria; 


383950 Bacteria_1 
strain B2 16S ribosomal RNA, partial 
Gammaproteobacteria; 


Proteobacteria; 


383950 Bacteria_1 
strain J1 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_1 


VR1 16S ribosomal 


Gammaproteobacter 
383950 Bacteria_16S 
suicloacalis stra 
suicloacalis Bacteria; 
383950 Bacteria_16S 

strain HKU4 16S r 


Firmicutes; 


postgatei strain 
Bacteria; 


strain M39 16S ri 
Proteobacteria; 


strain Pull 5.3 1 
Proteobacteria; 


strain ASpGl1 16S 
Spirochaetes; Spi 


383950 Bacteria_16S 


strain CCBAU 7190 


strain MOL361 16S 
Firmicutes; Erysi 


Gammaproteobacteria; Pseudomonadales; M 


oraxellaceae; 


Lactobacillales; 
383950 Bacteria_16S 


Proteob 
383950 Bacteria_16S 
satelles strain V 
satelles Bacteria; 
383950 Bacteria_16S 


G 


G 


Proteobacteria; 


6S 752077 752098 69 


6S 753452 753473 69 


6S 768595 768616 69 


6S 770158 770179 69 
RNA, partial sequence 
773256 773277 69 
Firmicutes; 
776410 776431 69 


779503 779524 69 


784112 784133 69 


Firmicutes; Clostridia; 
788649 788670 69 


791752 791773 69 
6S ribosomal RNA, 


793286 793307 69 
rochaetales; 
794730 794751 69 


799395 799416 69 


802517 802538 69 


subterraneus strain C21 16S ribosomal RNA, 


subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
Thermaerobacter. 

383950 Bacteria_16S 807051 807072 69 90 gi| 265678508 
thermophilum strain 7 16S ribosomal RNA, partial sequence 80584 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacter 
Thermodesulfobacterium. 

383950 Bacteria_16S 808648 808669 69 90 gi| 265678507 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 80741 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
383950 Bacteria_16S 810153 810174 69 90 gi| 265678506 


phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


383950 Bacteria_16S 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 


813247 813268 69 


90 


ribosomal RNA, partial sequence 


Gammaproteobacteria; Pseudomonadales; 


90 


sequence 
Pseudomonadales; 


90 


sequence 
Rhizobiales; 


90 


768965 770424 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


90 


90 


ibosomal RNA, partial sequence 
Streptococcaceae; 


90 


90 


90 


bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
383950 Bacteria_16S 


90 


90 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


90 


90 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysipelotrichac 
383950 Bacteria_16S 


90 


complete sequence 


90 


in 7N16 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 
75 


gi 
75 


gi 
76 
gi 


gi 


in PPC79 16S ribosomal RNA, partial sequence 
Lactobacillales; 


gi 
77 


Streptococcus. 


gi 


2ac9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


gi 


PI D143K-13 16S ribosomal RNA, partial 
Clostridiale 


gi 


787469 78896 


gi 


complete sequence 790537 792 
ammaproteobacteria; Alteromonadales; P 
383950 Bacteria_16S 


gi 


792094 793 
Spirochaeta. 


gi 


B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
383950 Bacteria_16S 


R 
gi|265678513 
798207 79971 


gi 


O-BC30 16S ribosomal RNA, partial sequence 80896 
acteria; Gammaproteobacteria; Alteromonadales; 


gi 


Carnobacteria 


265678545 
0969 75229 


Moraxellaceae; 


265678544 
2344 75366 


Moraxellaceae; 


265678534 
7437 76891 


265678533 


265678531 


265678529 
5183 77669 


265678526 
77827 


265678523 
sequence 
s; Lachnos 
265678520 


ciricketts 
265678518 
04 
sychromona 
265678517 
56 


265678516 
79361 


265678511 


P 


Pseudomonadales; 


749594 750918 


ref |NR_028849.1 
3 Acinetobacter 


ref |NR_028848.1 
8 Acinetobacter 
ref |NR_028838.1 
Devosia. 


ref |NR_028837.1 
o ruber Bacteria 


ref|NR_028835.1 

772034 773579 
ceae; Atopostipe 
ref |NR_028833.1 
4 Streptococcus 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028827.1 

782926 784381 
piraceae; Shuttl 
ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref|NR_028821.1 
3  Psychromonas 
daceae; 
ref|NR_028820.1 


ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028816.1 
4 Turicibacter 
eae; Turicibacte 
NR_028814.1 
801287 802838 
stridiales Famil 


ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref|NR_028810.1 
2 808917 Lactob 
illus. 
ref|NR_028809.1 
8 810417 Pseudo 
seudoalteromonad 


265678504 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 
Acinetobacter tandoii 
tandoii Bacteria; 


Acinetobacter. 


Acinetobacter gerneri 
gerneri Bacteria; 


Acinetobacter. 


Acinetobacter bouvetii 
bouvetii Bacteria; 


749327 749348 69 90 gi| 265678547 |ref|NR_028851.1 
ibosomal RNA, partial sequence 748219 749543 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

750702 750723 69 90 gi| 265678546 |ref|NR_028850.1 


Acinetobacter 
Acinetobacter 


Moraxellaceae; 


Acinetobacter towneri 
towneri Bacteria; 


Acinetobacter. 


Acinetobacter baylyi 
baylyi Bacteria; 


Acinetobacter. 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 
Hyphomicrobiaceae; 


Vibrio ruber strain 
; Proteobacteria; 


Atopostipes 
Atopostipes 

s. 

Streptococcus sinensis 
sinensis Bacteria; 


Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Shuttleworthia 
Shuttleworthia 
eworthia. 

Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Psychromonas arctica 


arctica Bacteria; 
Psychromonas. 


Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Rhizobium loessense 

ium loessense Bacteria; 
terium group; Rhizobium. 
Turicibacter sanguinis 


sanguinis Bacteria; 


rs 

Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Lactobacillus 
acillus ingluviei 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


ref |NR_028807.1 


Thioalkalivibrio 


812035 813508 Thioalkalivibrio jannaschii 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


383950 Bacteria_ 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 


Bacteria; 
383950 Bacteria_ 
strain 12993 16S 
Proteobacteria; 

383950 Bacteria_ 


strain 256 16S ri 
G 


Proteobacteria; 
383950 Bacteria_ 
strain IMT37 16S 
Proteobacteria; 

383950 Bacteria_ 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


383950 Bacteria_ 


34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
383950 Bacteria_1 
haemoperoxidus st 
haemoperoxidus Ba 
383950 Bacteria_1 
moraviensis strai 
Firmicu 
383950 Bacteria_1 
subsp. pomaceae s 
subsp. pomaceae B 


Bacteria; 


Zymomonas. 


383950 Bacteria_1 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 
383950 Bacteria_16S 
strain U 16S ribo 


Bacillales; Bacil 


383950 Bacteria_16S 
alkaliphilum stra 
Proteob 
383950 Bacteria_16S 


Bacteria; 


strain AMX51 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
383950 Bacteria_16S 


strain CFBP 5236 
Proteobacteria; 


strain 19 16S rib 
Firmicutes; Clost 


383950 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


strain OS Hl 16S 
Firmicutes; Clost 


383950 Bacteria_16S 
in Mb1Pa 16S ribosomal RNA, partial se 
Deltaproteobacte 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


383950 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


383950 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


383950 Bacteria_16S 
ruestringensis strain Bl 16S ribosomal RNA, partial seq 


ruestringensis Ba 


383950 Bacteria_16S 


halorespirans str 


halorespirans Bacteria; Proteobacteria; Epsilonproteoba 


Sulfurospirillum. 


383950 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


Proteob 


G 


G 


G 
383950 Bacteria_16S 


16S 814767 814788 69 90 gi 


16S 819233 819254 69 90 
ribosomal RNA, partial sequence 


gi 


16S 820738 820759 69 90 


bosomal RNA, partial sequence 


gi 


16S 822249 822270 69 90 
ribosomal RNA, partial sequence 


gi 


16S 825372 825393 69 90 gi 


16S 826874 826895 69 90 gi 


tes; 
6S 


Lactobacillales; 


834606 834627 69 90 gi 


6S 836108 836129 69 90 gi 


Zymomonas. 
840670 840691 69 


v 


90 gi 


Geobacillus. 
842155 842176 69 


laceae; 


90 gi 


843631 843652 69 90 
ribosomal RNA, partial sequence 


gi 


845217 845238 69 90 gi 
ammaproteobacteria; Enterobacteriales; 
846759 846780 69 90 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


848279 848300 69 90 gi 


851070 851091 69 90 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 
854053 854074 69 


gi 


90 gi 


eria; Proteobacteria; 
857185 857206 69 90 gi 
ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; 
860304 860325 69 

osomal RNA, partial sequence 
eltaproteobacteria; 
864901 864922 


90 gi 


69 90 gi 
cteria; Bacteroidetes; Flavobacteria; 
866382 866403 69 90 gi 


ain PCE-M2 16S ribosomal RNA, partial 


869510 869531 69 
"WeeTee' 
ia; 


90 gi 


Fusobacteria; Fusobacteriales; 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Pseudomonadales; P 


n 330 16S ribosomal RNA, partial seque 
Enterococcaceae; 


train Barker I 16S ribosomal RNA, part 


acteria; Proteobacteria; Alphaproteoba 


rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 


in Z4 16S ribosomal RNA, partial seque 


acteria; Gammaproteobacteria; Oceanosp 


in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
383950 Bacteria_16S 


Lactobaci 


265678503 
e 
hales; 

265678500 


818049 81950 
Enterobac 


265678499 


819558 82101 
Enterobac 


265678498 


821061 82256 
seudomonad 


265678496 


824212 825662 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


sea. 
265678495 


825713 827158 Bosea 


nce 83188 
265678490 


cteria; 


265678489 


265678486 


somal RNA, partial sequence 839468 840930 Geoba 


265678485 
nce 84098 
irillales; 
265678484 


842468 84394 
rhizobiace 


265678483 


16S ribosomal RNA, partial sequence 844000 84550 


Enterobac 
265678482 


845553 84708 


Clostridiu 
265678481 
nce 84713 
terales; 
265678479 


849874 85135 
Heliobacteriacea 


e; Heliore 
265678477 
quence 

ria; Desul 


265678474 
sequence 

llales; Le 
265678472 


859076 86059 
Desulfuromonadales 


; Geobacte 
265678469 
uence 
Flavobacte 
265678468 
sequence 


cteria; Ca 


265678466 


81355 
Pis 


Enterococ 


ial sequen 
Sp 


tial seque 
roteobacte 


R 


ref|NR_028806.1 
9 815058 Thioa 
cirickettsiacea 
ref|NR_028803.1 


teri 
ref 


aceae; Kluy 
NR_028802.1 


teri 
ref 


aceae; Kluy 
NR_028801.1 


acea 
ref 
ves 


e; Pseudomo 
NR_028799.1 
trisii Bact 


ref 
ene 


NR_028798.1 


ae Bacteria; 


6 833394 Enter 
cus. 
ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref 
cill 


NR_028789.1 
us uzenensis 


ref |NR_028788.1 
1 842417 Marino 
Marinospirillu 
ref |NR_028787.1 


Bosea. 
NR_028786.1 


ae; 
ref 


teri 
ref 


aceae; Samso 
NR_028785.1 


m. 
ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_028782.1 


stis. 

ref|NR_028780.1 
852834 854357 

fobacterales; De 


ref|NR_028777.1 

855982 857475 
uconostoc. 
ref|NR_028775.1 
6 
raceae; Geobacte 
ref|NR_028772.1 

863710 865135 
riales; Flavobac 
ref|NR_028771.1 

865186 866674 


mpylobacterales; 


1 
e: 


e 


fo} 


Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Kluyvera cryocrescens 


v 


7 Kluyvera cryocrescens Bacteria; 
vi 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 
Vv 


era. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
n 


as. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 

6S 831560 831581 69 90 gi| 265678492 |ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

6S 833112 833133 69 90 gi| 265678491 |ref|NR_028794.1| Enterococcus 


coccus moraviensis 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Marinospirillum 
spirillum alkaliphilum 


mM. 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Clostridium scindens 


1 Clostridium scindens Bacteria; 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Leuconostoc 
Leuconostoc 


Geobacter thiogenes 


Geobacter thiogenes Bacteria; 


Ke 

Muricauda 

Muricauda 
teriaceae; Muricauda. 
Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


ref |NR_028769.1 


Leptotrichia 


1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
Fusobacteriaceae; Leptotrichia. 


383950 Bacteria_16S 870978 870999 69 90 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

383950 Bacteria_16S 872456 872477 69 90 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

383950 Bacteria_16S 884388 884409 69 90 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

383950 Bacteria_16S 891956 891977 69 90 gi|265678450|ref|NR_028752.1| Orenia sivashensis 
strain Z-7191 16S ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

383950 Bacteria_16S 898085 898106 69 90 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

383950 Bacteria_16S 901221 901242 69 90 gi|265678444|ref|NR_028746.1| Thioalkalimicrobium 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
383950 Bacteria_16S 902756 902777 69 90 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

383950 Bacteria_16S 904266 904287 69 90 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 


Bacteria; 
383950 Bacteria_ 


strain RE35F/1 16 
Proteobacteria; Alphaproteobacteria; 


383950 Bacteria_ 


xylanovorans stra 
xylanovorans Bact 


383950 Bacteria_ 


intermedius strai 
Firmicu 


Bacteria; 
383950 Bacteria_ 
strain LSv21 16S 
Proteobacteria; 

383950 Bacteria_ 
oceanense strain 
Bacteria; 
383950 Bacteria_ 
strain PSv29 16S 
Proteobacteria; 


Bacteria; 


strain DSS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
383950 Bacteria_16S 
algidixylanolytic 
algidixylanolytic 
383950 Bacteria_16S 
salivarius strain 
salivarius Bacter 
383950 Bacteria_16S 


elyakovii strain 


elyakovii Bacteri 


Pseudoalteromonas 


383950 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; 


strain DSM 2588 1 
Bacteroidetes; 


salicylatoxidans 


Proteob 


D 


Proteob 


D 
383950 Bacteria_16S 
nubinhibens strai 
Proteob 
383950 Bacteria_16S 


Clost 
383950 Bacteria_16S 


Sp 
383950 Bacteria_16S 


acteria; Gammaproteobacteria; Legionellales; Leg 
16S 908855 908876 69 90 gi| 265678439 
S ribosomal RNA, partial sequence 907717 90916 
Sphingomonadales; Erythrobac 
16S 910426 910447 69 90 gi| 265678438 
in HESP1 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Clo 
16S 916669 916690 69 90 gi| 265678434 
n 1877 16S ribosomal RNA, partial sequence 91544 
tes; Lactobacillales; Streptococcaceae; Streptoc 
16S 922912 922933 69 90 gi| 265678430 
ribosomal RNA, partial sequence 921679 92319 
eltaproteobacteria; Desulfobacterales; Desulfoba 
16S 924483 924504 69 90 gi| 265678429 
ASv26 16S ribosomal RNA, partial sequence 92324 
acteria; Deltaproteobacteria; Desulfobacterales; 
16S 926025 926046 69 90 gi| 265678428 
ribosomal RNA, partial sequence 924822 92631 
eltaproteobacteria; Desulfobacterales; Desulfoba 
929050 929071 69 90 gi| 265678426 
n ISM 16S ribosomal RNA, partial sequence 92790 
acteria; Alphaproteobacteria; Rhodobacterales; R 
930533 930554 69 90 gi| 265678425 
ribosomal RNA, partial sequence 929371 93083 
hodobacter 
265678424 
tial seque 
lostridial 
265678423 
uence 
bacillacea 
265678420 
uence 
Alteromo 


932087 932108 69 90 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
933670 933691 69 90 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
938285 938306 69 90 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


v 


939835 939856 69 90 
ribosomal RNA, complete sequence 938639 94015 
ridia; Clostridiales; Heliobacteriaceae; Heliore 
941372 941393 69 90 gi| 265678418 
6S ribosomal RNA, partial sequence 940206 94166 
hingobacteria; Sphingobacteriales; Chitinophagac 
956904 956925 69 90 gi| 265678408 


gi|265678419 


ionella. 

Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Clostridium 
Clostridium 
stridium. 
Streptococcus 
ococcus intermedius 
ccus anginosus group. 

Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Desulfofrigus 
ofrigus oceanense 
Desulfobacteraceae; Desulfofrigus. 
ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_028728.1| Roseovarius 
3 929320 Roseovarius nubinhibens 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 
3 Ruegeria pomeroyi Bacteria; 
aceae; Ruegeria 
ref |NR_028726.1 
nce 930884 
es; Clostridiace 
ref|NR_028725.1 

932436 934005 
e; Lactobacillu 
ref |NR_028722.1 

937095 938588 
nadales; Pseudoa 


ionellaceae; Leg 
ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 


Clostridium 

932385 Clostridium 
ae; Clostridium. 
Lactobacillus 
Lactobacillus 


n 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 
stis. 
ref|NR_028720.1| Chitinophaga pinensis 
3 Chitinophaga pinensis Bacteria; 

eae; Chitinophaga. 


strain BN12 16S ribosomal RNA, partial sequence 


ref|NR_028710.1| Pseudaminobacter 
955748 957207 Pseudaminobacter 


salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Pseudaminobacter. 


383950 Bacteria_ 


Salinivibrio. 


383950 Bacteria_16S 
strain WSU 86/1044 16S ribosomal RNA, 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
383950 Bacteria_16S 
strain T-3 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
383950 Bacteria_16S 
strain SS-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
383950 Bacteria_16S 
strain II-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
383950 Bacteria_16S 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Bacteroidetes; 


Bacteroidetes; 


Bacteria; 


subsp. 
socranskii subsp. 


383950 Bacteria_16S 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 


Bacteria; 


strain DO 14784 1 


Bacteria; 
hydrogenoformans 


hydrogenoformans 


strain B1333 16S 
Firmicutes; 
Bacteria; 


chilensis strain 
Bacteria; 


strain JB-A2 16S 


strain ATCC 33433 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
383950 Bacteria_16S 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 100630 
Gammaproteobacteria; Alteromonadales; 


peptidolytica Bac 
Pseudoalteromonas 


383950 Bacteria_16S 
strain OK-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
383950 Bacteria_16S 


Lactobacillales; 
383950 Bacteria_16S 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 


16S 958479 958500 69 90 gi 
Firmicutes; Bacillales; 
963107 963128 69 90 gi 
Firmicutes; Lactobacillales; 
966160 966181 69 90 gi 
Proteobacteria; 


973851 973872 69 90 gi 


complete sequence 
975395 975416 69 90 gi 
Sphingobacteriales; 
976866 976887 69 90 gi 
Sphingobacteriales; 
979802 979823 69 90 gi 
Sphingobacteriales; 


981288 981309 69 90 gi 


982821 982842 69 90 gi 
Entomoplasmatales; 
984414 984435 69 90 gi 
socranskii Bacteria; Spirochaetes; 


987551 987572 69 90 gi 


989131 989152 69 90 gi 


990711 990732 69 90 gi 


992282 992303 69 90 gi 


993840 993861 69 90 
OM 16S ribosomal RNA, 
Clostridia; Clostridiales; 
995367 995388 69 90 


gi 


gi 


996925 996946 69 90 

ribosomal RNA, complete sequence 
Carnobacteriaceae; 
998493 998514 69 90 


gi 
gi 
1000005 1000026 69 90 


gi 


1001525 1001546 69 90 
ribosomal RNA, partial sequence 


gi 


1004521 1004542 69 90 gi 
16S ribosomal RNA, partial sequence 


1006041 1006062 69 90 gi 


teria; Proteobacteria; 


1010533 1010554 69 90 gi 


265678406 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 
caldoxylosilyticus Bacteria; 
383950 Bacteria_16S 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
pseudoavium Bacteria; 
383950 Bacteria_16S 

subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 
subsp. vallismortis Bacteria; 


Bacillaceae; 
265678403 


Enterococcaceae; Enterococcus. 
265678401 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


265678395 
972617 974173 Waddlia chondrophila Bacteria; 


265678394 
974224 97564 


265678389 
complete sequence 981620 983141 Entomoplasma 
Entomoplasmataceae; Entomoplasma. 
265678388 
strain D56BRIII6 16S ribosomal RNA, partial sequence 
Spirochaetales; 
265678386 
986336 987865 Citrob 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
383950 Bacteria_16S 
strain 167 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
383950 Bacteria_16S 
strain I-75 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
383950 Bacteria_16S 


265678385 
987916 98944 


complete sequence 


265678380 
995703 99724 
Granulicatella. 
265678379 
997291 998749 Thiomi 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 
383950 Bacteria_16S 265678378 
Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomi 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 
383950 Bacteria_16S 265678377 
1000320 10017 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
383950 Bacteria_16S 265678375 
1003352 1004810 Kluyve 
Enterobacteriaceae; 


265678374 


265678371 
1009316 1010853 Shewanella algae Bacteria; 


ref |NR_028708.1 
Geobacillus. 
ref|NR_028705.1 

961894 963406 


ref |NR_028703.1 
964933 96648 


oO 


ref |NR_028697.1 


ref |NR_028696.1 


ref|NR_028695.1 


ref |NR_028693.1 


ref|NR_028692.1 


ref|NR_028691.1 


ref |NR_028690.1 
983192 
Spirochaetac 
ref|NR_028688.1 
Enterobacteriac 


ref |NR_028687.1 


citro 
ref|NR_028686.1 
citro 
ref|NR_028685.1 
Ccitro 
NR_028684.1 


ref 


Syntrophomo 


ref |NR_028683.1 


Clostridiales F 


ref|NR_028682.1 


ref|NR_028681.1 
Piscirickettsiaceae 
ref|NR_028680.1 


Piscirickettsiaceae 
ref |NR_028679.1 


Thiomicr 
ref|NR_028677.1 
Kluyv 
ref |NR_028676.1 


Pse 


Geobacillus 
Geobacillus 


Enterococcus 
Enterococcus 


costicola 
costicola 


Salinivibrio 
Salinivibrio 


Waddlia chondrophila 


Lewinella persicus 


2 Lewinella persicus Bacteria; 
Saprospiraceae; Lewinella. 
265678393 
975693 97713 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 
Saprospiraceae; Lewinella. 
265678391 
978631 98004 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 
Saprospiraceae; Lewinella. 
265678390 
980099 981569 Sulfur 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
383950 Bacteria_16S 
strain BARC318 16S ribosomal RNA, 
Tenericutes; Mollicutes; 
383950 Bacteria_16S 
socranskii 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Entomoplasma freundtii 


freundtii Bacteria; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
Enterobacteriaceae; 
265678384 
989496 99101 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
Enterobacteriaceae; 
265678383 
6S ribosomal RNA, partial sequence 991068 99256 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
383950 Bacteria_16S 
Sapovorans strain 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 
Enterobacteriaceae; 
265678382 
992614 994134 Syntro 
Syntrophomonadaceae; 
265678381 
strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Acidaminobacter. 
383950 Bacteria_16S 


bacter. 
Syntrophomonas 
phomonas sapovorans 
nas. 
Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Thiomicrospira 

crospira kuenenii 

; Thiomicrospira. 
Thiomicrospira 

crospira chilensis 

; Thiomicrospira. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 

8 Pseudoalteromonas 
udoalteromonadaceae; 


ref |NR_028673.1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


Shewanella algae 


383950 Bacteria_16S 
strain SB2B 16S r 


Proteobacteria; 


strain GPll 16S r 


Proteobacteria; 


Gammaproteobacter 


strain Ne 11 16S 
Proteobacteria; 


L-3 16S ribosomal 


Gammaproteobacter 


succinus subsp. 


strain SK3 16S ri 


Firmicutes; 


pneumoniae strain 
pneumoniae Bacter 


strain NS51 16S r 
Firmicutes; 


1012080 1012101 69 90 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
383950 Bacteria_16S 1013577 1013598 69 90 gi|265678369|ref|NR_028671.1| Moraxella caviae 
ibosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
383950 Bacteria_16S 1015073 1015094 69 90 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 
383950 Bacteria_16S 1016569 1016590 69 90 gi|265678367|ref|NR_028669.1| Moraxella catarrhalis 
ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
383950 Bacteria_16S 1018066 1018087 69 90 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 
383950 Bacteria_16S 1019612 1019633 69 90 gi| 265678365 |ref|NR_028667.1| Staphylococcus 
succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
383950 Bacteria_16S 1021208 1021229 69 90 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
bosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Lactobacillales; Streptococcaceae; Streptococcus. 
383950 Bacteria_16S 1022761 1022782 69 90 gi|265678363|ref|NR_028665.1| Streptococcus 
ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
383950 Bacteria_16S 1024332 1024353 69 90 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
ibosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Lactobacillales; Streptococcaceae; Streptococcus. 
383950 Bacteria_16S 1025782 1025803 69 90 gi|265678361|ref|NR_028663.1| Rhizobium yanglingense 
S ribosomal RNA, partial sequence 1024681 1026037 Rhizobium yanglingense Bacteria; 


strain SH22623 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
383950 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


383950 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


383950 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


383950 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


383950 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


383950 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


383950 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


383950 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


383950 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


383950 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


383950 Bacteria_16S 


primoryensis stra 


primoryensis Bacteria; 
383950 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


1030313 1030334 69 90 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1033399 1033420 69 90 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1034959 1034980 69 90 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1051822 1051843 69 90 gi 
16S ribosomal RNA, partial sequence 


eria; Proteobacteria; Epsilonproteobac 


1056263 1056284 69 90 gi 


ria; Firmicutes; Bacillales; Bacillace 
1057763 1057784 69 90 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


al 


1059345 1059366 69 90 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1062354 1062375 69 90 gi 
758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1063902 1063923 69 90 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1065452 1065473 69 90 gi 
in KMM 3633 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacte 
1066906 1066927 69 90 gi 


ce 


ammaproteobacteria; Chromatiales; Chro 


383950 Bacteria_16S 


1068364 1068385 69 90 gi 


biaceae; 
265678358 
nce 
hales; 
265678356 

sequence 
obacillace 
265678355 


urinibacil 
265678343 


teria; 


265678340 
n 015-7 16S ribosomal RNA, partial sequence 

ae; 
265678339 


eria; 


265678338 
quence 

les; 
265678336 


iales; 
265678335 
uence 

acillaceae 
265678334 
sequence 
ria; 
265678333 
6S ribosomal RNA, partial sequence 1065751 10671 
matiaceae; 
265678332 


Rhizobium/Agrobac 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref|NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref|NR_028645.1 
31 1052062 Marino 


10291 
Pis 


10337 


10506 


Campylobacterales; 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


Parali 


sequenc 
Rhiz 


ref |NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref|NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref |NR_028636.1 

1064282 106570 
Oceanospirillales; Ma 
ref |NR_028635.1 


Defer 


10611 
Chi 


Rheinheimera. 


ref 


terium group; Rhizobium. 
Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Lactobacillus 

0 Lactobacillus 

s. 

Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Marinospirillum 
spirillum insulare 


v 


acteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 
1054750 1054771 69 90 gi|265678341|ref|NR_028643.1| Sulfurimonas 
in OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 


Helicobacteraceae; 


Paraliobacillus 
2 Paraliobacillus 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Deferribacter 

3 Deferribacter 
eferribacter. 
Chitinophaga 
ophaga japonensis 
hitinophaga. 
Alicyclobacillus 
1 Alicyclobacillus 
us. 

Marinomonas 

0 Marinomonas 
rinomonas. 
Rheinheimera pacifica 


52 Rheinheimera pacifica Bacteria; 


NR_028634.1 


Sphingomonas 


yabuuchiae strain Al1-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 


Bacteria; Proteob 


acteria; Alphaproteobacteria; 


Sphingomonadales; 


Sphingomonadacea 


e; Sphingomonas. 


383950 Bacteria_16S 


strain W1-2B 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
383950 Bacteria_16S 


strain JCM 21370 


tardaugens strain 
Bacteria; Proteob 


383950 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 


strain 21F-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
383950 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


383950 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


383950 Bacteria_16S 


strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphin 
Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo 
383950 Bacteria_16S 1087754 1087775 69 90 gi| 265678318 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacil 
Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 1092402 1092423 69 90 gi| 265678315 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 10926 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
383950 Bacteria_16S 1093904 1093925 69 90 gi| 265678314 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


383950 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


383950 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


383950 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


383950 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; 


383950 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


383950 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


383950 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


383950 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


383950 Bacteria_16S 


strain QSSC1-22 1 
Bacteroidetes; Fl 


383950 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; G 


383950 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


383950 Bacteria_16S 


1069863 1069884 69 90 
ribosomal RNA, partial sequence 


gi 


1071358 1071379 69 90 gi 


1074273 1074294 69 90 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078667 1078688 69 90 gi 
4 16S ribosomal RNA, partial sequence 


1081680 1081701 69 90 
ribosomal RNA, partial sequence 


gi 


acteria; Alphaproteobacteria; Rhodospi 
1096789 1096810 69 90 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1104343 1104364 69 90 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales F 
1111988 1112009 69 90 
6S ribo 


gi 


gi 


1118072 1118093 69 90 

ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1119520 1119541 69 90 gi 
bosomal RNA, partial sequence 
acteria; 
1121083 1121104 69 90 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; 


gi 


265678331 
1068707 10701 
aulobacter 
265678330 
16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
383950 Bacteria_16S 


Rhodospiri 
265678328 
ence 10731 
Sphingomonadales; 

265678324 


Sphingomonadales; Sphingomon 
1080179 1080200 69 90 gi| 265678323 
ribosomal RNA, partial sequence 1079018 10804 


Acetobacte 
265678322 
1080469 10819 


lales; Bacillaceae; Bacillus. 
1083207 1083228 69 90 gi| 265678321 
6S ribosomal RNA, partial sequence 1082049 10834 
bacillales; Lactobacillaceae; Lactobacillus. 
1084644 1084665 69 90 gi| 265678320 


ain 5H-1 16S ribosomal RNA, partial sequence 


teria; Proteobacteria; Alphaproteobacteria; Rhod 
1095345 1095366 69 90 gi| 265678313 
16S ribosomal RNA, partial sequence 10942 


rillales; 
265678312 
1 sequence 
ia; 


265678306 
1103152 11046 
amily XIII. 
265678 
somal RNA, partial sequence 1110771 11122 
Gammaproteobacteria; Alteromonadales; Moritellace 
265678 
1116890 11182 
occus. 
228716 
1118333 11198 
Gammaproteobacteria; Enterobacteriales; 
228716 


Deltaproteobacteria; Myxococcales 


1124186 1124207 69 90 gi| 224581425 
S ribosomal RNA, partial sequence 112294411244 
bacillales; Lactobacillaceae; Lactobacillus. 

1125690 1125711 69 90 gi| 224581403 
6S ribosomal RNA, partial sequence 1124514 11259 
avobacteria; Flavobacteriales; Cryomorphaceae; C 

1136138 1136159 69 90 gi| 253680766 


bosomal RNA, partial sequence 1134932 11363 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
1140754 1140775 69 90 gi| 253680763 
n E1L3A 16S ribosomal RNA, complete sequence 
ria; Proteobacteria; Gammaproteobacteria; Salini 
1142237 1142258 69 90 gi| 253680762 


10775 


Rhodos 


301 
297 
249 


127 
11198 


ref|NR_028633.1 
33 Brevundimonas 
aceae; 
ref |NR_028632.1 


llaceae; Tistrel 
ref|NR_028630.1 
37 1074554 Novosp 
Sphingomonadace 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028625.1 


race 
ref 


ae; Acetobac 
NR_028624.1 


ref |NR_028623.1 
61 Lactobacillus 


ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028620.1 
lus akibai Bacte 


ref|NR_028617.1 
88 Lactobacillus 


NR_028616.1 
1092739 109419 
ospirillales; Ac 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028614.1 
1095628 109707 
pirillales; Acet 


ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref |NR_028602.1 


ae; Moritella. 
ref |NR_028598.1 
82 Streptococcus 
ref |NR_027549.1 
Enterobacteriac 
ref|NR_027547.1 
56 1121404 Anaero 
; Cystobacterine 


ref|NR_027206.1 
63 Lactobacillus 
ref |NR_027184.1 


ryomorpha. 
ref|NR_028014.1 


ibrio. 
ref|NR_028011.1 

1139586 114102 
sphaerales; Sali 


witflariensis strain W-50 16S ribosomal RNA, partial sequence 


Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Novosphingobium 
hingobium tardaugens 


ae; Novosphingobium. 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Lactobacillus 
equi Bacteria; 


equi 


Sphingobium amiense 
acteria; Proteobacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Lactobacillus algidus 
algidus Bacteria; 


Acetobacter 
2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
; Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Lactobacillus antri 
antri Bacteria; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


ref 
1 


NR_028010.1 
141076 114255 


Sphingopyxis 
7 Sphingopyxis 


witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


Sphingomonadaceae; 


Sphingopyxis. 

383950 Bacteria_16S 1143759 1143780 69 90 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

383950 Bacteria_16S 1145316 1145337 69 90 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

383950 Bacteria_16S 1149856 1149877 69 90 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

383950 Bacteria_16S 1151277 1151298 69 90 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
383950 Bacteria_16S 1152833 1152854 69 90 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

383950 Bacteria_16S 1154250 1154271 69 90 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

383950 Bacteria_16S 1155812 1155833 69 90 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

383950 Bacteria_16S 1157341 1157362 69 90 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

383950 Bacteria_16S 1166487 1166508 69 90 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

383950 Bacteria_16S 1167916 1167937 69 90 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

383950 Bacteria_16S 1174096 1174117 69 90 gi|228719222|ref|NR_027581.1| Capnocytophaga 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

383950 Bacteria_16S 1175601 1175622 69 90 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

383950 Bacteria_16S 1177106 1177127 69 90 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

383950 Bacteria_16S 1178587 1178608 69 90 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

383950 Bacteria_16S 1183135 1183156 69 90 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
383950 Bacteria_16S 1186095 1186116 69 90 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

383950 Bacteria_16S 1187606 1187627 69 90 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

383950 Bacteria_16S 1189117 1189138 69 90 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

383950 Bacteria_16S 1190628 1190649 69 90 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

383950 Bacteria_16S 1196774 1196795 69 90 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

383950 Bacteria_16S 1210417 1210438 69 90 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
383950 Bacteria_16S 1211913 1211934 69 90 gi|224581438|ref|NR_027220.1| Halomonas 


hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


1210750 121215 


8 Halomonas 


383950 Bacteria_16S 1213390 1213411 69 90 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

383950 Bacteria_16S 1214883 1214904 69 90 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

383950 Bacteria_16S 1216363 1216384 69 90 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

383950 Bacteria_16S 1220815 1220836 69 90 gi|219878362|ref|NR_025501.1| Allofustis seminis 
strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Allofustis. 

383950 Bacteria_16S 1223861 1223882 69 90 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

383950 Bacteria_16S 1225370 1225391 69 90 gi|219878314|ref|NR_025453.1| Streptococcus 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 1224170 1225671 Streptococcus 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

383950 Bacteria_16S 1232990 1233011 69 90 gi|219878271|ref|NR_025410.1| Bartonella 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 1231844 1233289 Bartonella 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
383950 Bacteria_16S 1237577 1237598 69 90 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

383950 Bacteria_16S 1239083 1239104 69 90 gi|219878163|ref|NR_025302.1| Aminobacter 
niigataensis strain DSM7050 16S ribosomal RNA, partial sequence 1237929 1239394 Aminobacter 
niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
383950 Bacteria_16S 1240599 1240620 69 90 gi| 219878162 |ref|NR_025301.1]| Aminobacter 
aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 1239445 1240914 Aminobacter 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
383950 Bacteria_16S 1243587 1243608 69 90 gi|219878114|ref|NR_025253.1| Mesorhizobium 
temperatum strain SDW 018 16S ribosomal RNA, partial sequence 1242462 1243864 Mesorhizobium 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
383950 Bacteria_16S 1245127 1245148 69 90 gi| 219857537 |ref|NR_025125.1| Desulfitobacterium 
metallireducens strain 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
metallireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
383950 Bacteria_16S 1248140 1248161 69 90 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

383950 Bacteria_16S 1249654 1249675 69 90 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

383950 Bacteria_16S 1252486 1252507 69 90 gi|219857241|ref|NR_024869.1| Treponema socranskii 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
socranskii subsp. paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

383950 Bacteria_16S 1254013 1254034 69 90 gi|219857240|ref|NR_024868.1| Treponema socranskii 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

383950 Bacteria_16S 1255546 1255567 69 90 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

383950 Bacteria_16S 1258579 1258600 69 90 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

383950 Bacteria_16S 1260047 1260068 69 90 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

383950 Bacteria_16S 1264556 1264577 69 90 gi|219846655|ref|NR_026247.1| Treponema 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 1263357 1264835 Treponema 
lecithinolyticum Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

383950 Bacteria_16S 1266064 1266085 69 90 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

383950 Bacteria_16S 1269186 1269207 69 90 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 

383950 Bacteria_16S 1270748 1270769 69 90 gi|219846400|ref|NR_025991.1] Desulfonema 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfonema. 


1269526 127096 


5 Desulfonema 


383950 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


383950 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


383950 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


383950 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


383950 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


383950 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


383950 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


383950 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


383950 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


383950 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


383950 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


383950 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


383950 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 


cellulosolvens 6 
Bacteria; Firmicu 


383950 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


383950 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


383950 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


383950 Bacteria_16S 


1272206 1272227 69 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1276548 1276569 69 90 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1278039 1278060 69 90 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1279490 1279511 69 90 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
1282441 1282462 69 90 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
1285534 1285555 69 90 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1287091 1287112 69 90 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1288686 1288707 69 90 gi 


90 gi 


Weissella. 

1290146 1290167 69 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; Cori 
1294686 1294707 69 90 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 
1297595 1297616 69 90 gi 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

1302138 1302159 69 90 


90 gi 


gi 

tes; Clostridia; Thermoanaerobacterale 

losiruptor. 

1303648 1303669 69 90 gi 

Eubact 
gi 


tes; Clostridia; Clostridiales; 
1305248 1305269 69 90 
ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1306742 1306763 69 
RNA, complete sequence 
ia; Rhizobiales; Xanthobacteraceae; St 
1309728 1309749 69 90 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


90 gi 


1311201 1311222 69 90 gi 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


383950 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


383950 Bacteria_16S 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
383950 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


383950 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


383950 Bacteria_16S 


dysgalactiae subs 


aphilum Bacteria; Proteobacteria; Alph 


1315868 1315889 69 90 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1318981 1319002 69 90 gi 
coagulans strain GA 211 16S ribosomal 


1320523 1320544 69 90 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1322065 1322086 69 90 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 
1323605 1323626 69 90 gi 
p- dysgalactiae strain ATCC 43078 16S 


219846399 


1271016 1272493 Desul 


eae; Desul 
219846179 
ce 12753 
irillales; 
219846127 
quence 

ia; Altero 
219846093 


1278319 12798 


ataceae; M 
219846087 


1281261 12827 


ataceae; E 
219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
219846052 


1287447 1289004 Weiss 


219846501 


complete sequence 1289055 12904 


obacterine 
228715348 
sequence 
lococcus. 
219857534 


1296399 12978 


219846639 
s; Thermoa 


219846514 


eriaceae; 
219846460 


1304017 13055 


s; Thermoa 


219846269 


1305606 1307012 Stark 


arkeya. 

228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


228716557 
1 sequence 
laceae; Ba 
228715349 
RNA, part 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
228715345 
ribosomal 


ref 
fone 
fonema. 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref |NR_025683.1 


NR_025990.1 
ma magnum Ba 


esoplasma. 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_025644.1 
1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref 
ella 


NR_025642.1 
soli Bacter 


ref |NR_026093.1 
ae; Coriobacteri 
ref|NR_027520.1 
1293463 129495 


ref |NR_025122.1 


ref|NR_026231.1 


naerobacterales 
ref|NR_026106.1 


cterium. 
NR_026051.1 


Euba 
ref 
naerobacterales 


ref 
eya 


NR_025859.1 
novella Bact 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_027552.1 
1314657 131617 
cillus. 
ref|NR_027521.1 
ial sequence 


ref 
uenc 
hylo 

ref 
quen 
loco 

ref 
RNA, 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
ccus. 
NR_027517.1 
partial seq 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Weissella soli strain 
ia; Firmicutes; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Starkeya novella DSM 
eria; Proteobacteria; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


’ 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Bacillus subtilis 
3 Bacillus subtilis 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


383950 Bacteria_16S 


Streptococcus. 
1325157 1325178 69 


90 gi 


219878140 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 


ref|NR_025279.1 
1323941 132544 


Caldicellulosiruptor 
8 Caldicellulosiruptor 


kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 


Family III. Incer 


383950 Bacteria_16S 
train CCUG 34545 16S ribosomal RNA, pa 


subsp. carnosus s 
sakei subsp. carn 


383950 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


383950 Bacteria_16S 


gryphiswaldense s 


gryphiswaldense M 


Magnetospirillum. 


383950 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


383950 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; 


Och 149 16S ribos 


diazotrophicus st 


G 
383950 Bacteria_16S 


tae Sedis; Caldicellulosiruptor. 
1328219 1328240 69 90 gi 
osus Bacteria; Firmicutes; Lactobacill 
1337339 1337360 69 90 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1340318 1340339 69 90 
train MSR-1 16S ribosomal RNA, 
SR-1 Bacteria; Proteobacteria; 


gi 
partial 
Alphapr 


1341901 1341922 69 90 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1343479 1343500 69 90 gi 


ammaproteobacteria; Alteromonadales; F 
1352647 1352668 69 90 gi 
omal RNA, partial sequence 


1354095 1354116 69 90 gi 
rain PAl 5 16S ribosomal RNA, partial 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter 


383950 Bacteria_16S 
strain ATCC 33508 16S ribosomal RNA, p 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


383950 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


383950 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


383950 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


383950 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


383950 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


383950 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


383950 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


383950 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


383950 Bacteria_16S 


HEL-45 16S riboso 


1355710 1355731 69 90 gi 


costicola Bacteria; Proteobacteria; Ga 
1357168 1357189 69 90 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1358643 1358664 69 90 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1363115 1363136 69 90 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1364587 1364608 69 90 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1366017 1366038 69 90 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1370717 1370738 69 90 gi 


acteria; Alphaproteobacteria; Rhodobac 
1375304 1375325 69 90 gi 
1 RNA, partial sequence 
avobacteriales; Flavobacteriaceae; Kor 
1378350 1378371 69 90 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


1379827 1379848 69 
mal RNA, partial sequence 


90 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


383950 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


383950 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


383950 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


383950 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


383950 Bacteria_16S 


1381255 1381276 69 90 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1382776 1382797 69 90 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1384300 1384321 69 90 gi 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
1385829 1385850 69 90 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1390326 1390347 69 90 gi 


somal RNA, partial sequence 1342254 1343799 Ferri 


1351515 1352883 Roseo 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
383950 Bacteria_16S 


6S ribosomal RNA, partial sequence 1369567 


1374101 1375614 


1378686 1380064 


1381574 13830 


1383100 13845 


219846129 
rtial sequ 
ales; Lact 
228721486 
equence 

eobacteria 


228721340 
sequence 
oteobacter 


228721140 
nce 13406 
Peptococca 
228721107 


errimonada 
228720499 


hodobacter 
228720330 

sequence 

teobacteri 


228720264 
artial seq 
mmaproteob 


228720131 
quence 

ostridiale 
228720055 
tial seque 
acteriales 
228719132 
nce 13619 
terales; R 
228719063 
13634 
Ruminococc 
228719040 
ence 13648 
les; Brady 
228718299 
13709 
terales; R 
228717906 
Kordi 
dia. 
228717562 
ce 13771 
nadales; A 


228717469 
Ocean 
hodobacter 
228717274 
ce 13801 
les; Beije 
228717104 


diomarinac 
228716944 


spiraceae; 
228716834 

equence 

eobacteria 


eae; 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 

Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


ref 
ence 


NR_025719.1 

132699 
obacillaceae; La 
ref |NR_027609.1 
1336206 133758 
Rhodobacterale 


, 


ref|NR_027605.1 
1339181 134062 
Rhodospirill 


Magnetospirillum 
3 Magnetospirillum 
ia; ales; Rhodospirillaceae; 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref |NR_027602.1 
monas balearica 
ceae; Ferrimonas 
ref |NR_027593.1 
bacter litoralis 
aceae; Roseobact 
ref|NR_027591.1 
1352934 135441 
Rhodospirilla 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Ferrimonas balearica 
DSM 9799 Bacteria; 

Roseobacter litoralis 

Och 149 Bacteria; 
er. 

Gluconacetobacter 
8 Gluconacetobacter 


a; les; Acetobacteraceae; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


ref 
uenc 
acte 


NR_027590.1 
e 135446 
ria; Vibrion 


ref|NR_027589.1 
1356004 135748 
s; Clostridiacea 
ref |NR_027588.1 
nce 135754 
; Fusobacteriace 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Nitrobacter. 
ref|NR_027572.1| Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
hodobacteraceae; Oceanicola. 
ref|NR_027568.1| Kordia algicida strain 
a algicida OT-1 Bacteria; Bacteroidetes; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 
Nitrobacter 
acter hamburgensis X14 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


ref|NR_027564.1 
67 1378635 Teredi 
lteromonadales g 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 

bus. 

Methylocella 

ocella silvestris BL2 


ref 
ibul 


NR_027563.1 
bus indolife 
aceae; Oceanibul 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Methylocella. 
ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 08145 Bacteria; 
Idiomarina. 
ref|NR_027557.1| Roseburia intestinalis 
81 Roseburia intestinalis L1-82 
Roseburia. 
ref|NR_027556.1 
1384632 138613 
Alteromonadale 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


’ 


228716586 


bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 


ref |NR_027553.1| Bdellovibrio 
1389197 1390490 Bdellovibrio 


bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


Bdellovibrio. 
383950 Bacteria_16S 
bermudensis HTCC2 


1391697 1391718 69 90 gi 
503 16S ribosomal RNA, partial sequenc 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 1397733 1397754 69 90 gi 
nodulans strain ORS 2060 16S ribosomal RNA, partial seq 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteo 
Methylobacterium. 
383950 Bacteria_16S 
aurantiaca strain 
Bacteria; Gemmati 


228716336 
e 13905 
Parvularc 
228715764 
uence 
bacteria; 
1399258 1399279 69 90 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimonadaceae; 
383950 Bacteria_16S 1400741 1400762 69 90 gi| 228715353 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphin 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
383950 Bacteria_16S 1403735 1403756 69 90 gi|219857444 
ulvae strain UL12 16S ribosomal RNA, partial sequence 14026 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas 
383950 Bacteria_16S 


228715357 
nce 13980 


na 
1405232 1405253 69 90 gi| 219857153 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 14055 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae 
383950 Bacteria_16S 1406709 1406730 69 90 gi| 219857143 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; 

Acetobacter. 
383950 Bacteria_16S 1408172 1408193 69 90 gi 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, p 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteob 
Sphingobium. 
383950 Bacteria_16S 


Rhod 


219846657 
artial seq 
acteria; S 


1409718 1409739 69 90 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 14099 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
383950 Bacteria_16S 1411217 1411238 69 90 gi| 224581432 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 

pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptoco 
383950 Bacteria_16S 1412732 1412753 69 90 gi| 224581450 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 14130 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalter 
383950 Bacteria_16S 1418821 1418842 69 90 gi| 224581446 
strain s840-96-2 16S ribosomal RNA, partial sequence 1417633 14190 


gi|224581401 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; H 
383950 Bacteria_16S 1420321 1420342 69 90 gi|224581445|ref|NR_027227.1 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 1423419 1423440 69 90 gi| 224581443 |ref|NR_027225.1 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychr 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Ps 
383950 Bacteria_16S 1431167 1431188 69 90 gi|224581435|ref|NR_027217.1 


strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 14314 


m. 


omon 


ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvula 
ref|NR_027539.1 

1396599 139803 
Rhizobiales; Me 


ref|NR_027529.1 
84 1399529 Gemma 
Gemmatimonas. 

ref|NR_027525.1 
gomonas wittich 
adaceae; Sphing 
ref |NR_025032.1 
05 1403959 Pseudo 
seudoalteromona 


ref|NR_024781.1 


r 


Le 


tt. 


i 
oO 


d 


Bdellovibrionaceae; 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Gemmatimonas 
imonas aurantiaca T-27 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


; Haliangiaceae; 
ref |NR_024771.1 
1405568 140698 
ospirillales; Ac 


ref 
uenc 
phin 


NR_026249.1 
e 140703 
gomonadales; 


ref |NR_024719.1 


Haliangium. 
Acetobacter 

1 Acetobacter 

etobacteraceae; 


Sphingobium 
2 1408473 Sphingobium 


Sphingomonadaceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


ref|NR_027214.1 

1410019 141148 
ccaceae; Strepto 
ref|NR_027234.1 


Streptococcus 
6 Streptococcus 
coccus. 
Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


adaceae; Alg 


ref |NR_027228.1 


icola. 
Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Psychrobacter 
obacter maritimus 
ychrobacter. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 

383950 Bacteria_16S 1434256 1434277 69 90 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

383950 Bacteria_16S 1443525 1443546 69 90 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

383950 Bacteria_16S 1445038 1445059 69 90 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 

383950 Bacteria_16S 1446579 1446600 69 90 gi|224581423|ref|NR_027204.1| Psychrobacter arenosus 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter arenosus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

383950 Bacteria_16S 1448129 1448150 69 90 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

383950 Bacteria_16S 1455627 1455648 69 90 gi|224581417|ref|NR_027198.1| Oceanimonas 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 


1454432 145591 


5 Oceanimonas 


doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 


383950 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 
383950 Bacteria_16S 


strain HM-7 16S r 
Firmicutes; 


strain JZC3 16S r 
Spirochaetes; 


383950 Bacteria_16S 
in NIBH P2K6 16S ribosomal RNA, partia 
Gammaproteobacte 


pacificensis stra 


pacificensis Bacteria; 


Psychrobacter. 


383950 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 
383950 
subsp. 
subsp. 


sciuri str 
sciuri Bac 


1459959 1459980 69 


1464599 1464620 69 

Clostridiales; 
1467618 1467639 69 
1470675 1470696 69 
Proteobacteria; 


1478204 1478225 69 


90 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


90 


ibosomal RNA, partial sequence 
Clostridia; 
383950 Bacteria_16S 


90 


ibosomal RNA, partial sequence 
Spirochaetales; 


90 


90 


gi 


1458766 14602 


gi 


1463419 14648 
Clostridiales Fa 


gi 


1466484 14678 
Spirochaetaceae; Treponema. 


gi 


gi 


6S ribosomal RNA, partial sequence 1476987 14785 


Bacteria_16S 


bacillales; Lactobacillaceae; Lactobac 
1479777 1479798 69 90 gi 
ain DSM 20345 16S ribosomal RNA, compl 


teria; Firmicutes; Bacillales; Staphyl 


383950 


Bacteria_16S 


1484351 1484372 69 90 


gi 


strain SW32 16S r 
Proteobacteria; G 


383950 Bacteria_16S 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


383950 Bacteria_16S 


strain SO2 16S ri 


1485861 1485882 69 


1487374 1487395 69 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


90 


90 


bosomal RNA, partial sequence 


1483159 14846 


gi 


gi 


1486230 14876 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


383950 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


383950 Bacteria_16S 


strain SA35 16S r 


1491940 1491961 69 


micutes; Clostridia; 
1493427 1493448 69 


90 


90 


ibosomal RNA, partial sequence 


gi 


M1 16S ribosomal RNA, partial sequence 
Clostridiales; 


cl 
gi 


1492298 14937 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


383950 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


383950 Bacteria_16S 


saccharolyticum s 


Halanaerobiales; 


383950 Bacteria_16S 
51271 16S ribosomal RNA, 


1496414 1496435 69 
16S ribosomal RNA, 


1497943 1497964 69 
ubsp. 


Halanaerobiaceae; 
1499453 1499474 69 


complete sequence 


90 


90 


90 


1498269 1499735 Caton 


gi 


complete sequence 
acteria; Gammaproteobacteria; Aeromona 


gi 


saccharolyticum strain DSM 6643 
1498218 Halanaerobium saccharolyticum subsp. 
Halanaerobium. 


sac 


gi 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


383950 Bacteria_16S 
strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 15041 


1503839 1503860 69 


90 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


383950 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


383950 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


383950 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


383950 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


383950 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


383950 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


383950 Bacteria_16S 


1505382 1505403 69 


Firmicutes; 
1509903 1509924 69 


ia; 


paracasei Bacteria; 
1511482 1511503 69 
GIFU 12707 16S 
ia; Firmicutes; 
1512852 1512873 69 
ibosomal 
ammaproteobacteria; 
1514353 1514374 69 


lales; Bacillaceae; 
1515818 1515839 69 
rain SDW 
cteria; 


1517368 1517389 69 


Clostridia; 


ribosomal RNA, 
Lactobacillales; Aeroc 


90 


gi 


164-47 16S ribosomal RNA, partial seq 


Clostridia 


90 


90 


90 


RNA, partial sequence 
Pasteurellales; 


90 


ribosomal RNA, partial sequence 
Bacillus. 


90 


90 


gi 


paracasei strain R094 16S ribosomal RN. 
Firmicutes; 


Lactob 
gi 


complet 


gi 


1511717 15130 


Pa 
gi 


1513128 15146 


gi 


014 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobac 


224581413 


Enterobac 
224581410 


mily XIII. 
224581408 


224581406 
1 sequence 
ria; 


219878440 


illus. 
219878381 
ete sequen 
ococcus. 
219857506 


Halomonad 
219857250 
quence 

ria; Rhizo 


219857235 


biaceae; R 
219846902 
14907 
ostridiace 
219846714 


obacterace 
219846691 
14952 
dales; Aer 
219846665 
16S riboso 
charolytic 


219846656 


Catonella 
219846475 


biaceae; R 
219846440 
uence 

les; Eubac 
219846290 
A, partial 
acillales; 
219846273 
e sequence 
occaceae; 

219878127 


steurellac 
219878119 


219878113 
1 sequence 
teria; Rhi 


gi 


Pseudomonadales; 


ref|NR_027194.1 
teriaceae; Xenor 
ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 
ref|NR_027189.1 


ref|NR_027187.1 
1469465 147099 


ref|NR_025579.1 
22 Lactobacillus 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Psychrobacter 
0 Psychrobacter 


Moraxellaceae; 


Lactobacillus spicheri 
spicheri Bacteria; 


hizobium/Agrobac 
ref|NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_026257.1 
mal RNA, complet 
um Bacteria; Fir 


ref 
ella 


ref 


NR_026248.1 
morbi ATCC 


NR_026067.1 


hizobium/Agrobac 
ref |NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref |NR_025266.1 


Histophilus 
NR_025258.1 


eae; 
ref 


ref|NR_025252.1 
1514694 151610 
zobiales; Phyllo 


219873435 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfotignum. 


ref|NR_025520.1| Staphylococcus sciuri 
ce 1478573 1480100 Staphylococcus sciuri 
ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 
aceae; Kushneria. 
ref|NR_024880.1| Mesorhizobium 

1484704 1486179 Mesorhizobium 
biales; Phyllobacteriaceae; 
ref|NR_024863.1| Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Clostridium 
idium saccharolyticum 


Xanthobacter agilis 


agilis Bacteria; 


Tolumonas auensis DSM 
nas auensis DSM 9187 


umonas. 
Halanaerobium 

e sequence 1496733 

micutes; Clostridia; 
Catonella morbi ATCC 

51271 Bacteria; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 
Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Histophilus somni 


77 Histophilus somni Bacteria; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


ref |NR_025194.1 
1516159 151759 


Desulfotignum 
6 Desulfotignum 


383950 Bacteria_16S 1518823 1518844 69 90 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

383950 Bacteria_16S 1520336 1520357 69 90 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

383950 Bacteria_16S 1546345 1546366 69 90 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

383950 Bacteria_16S 1547860 1547881 69 90 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

383950 Bacteria_16S 1553786 1553807 69 90 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

383950 Bacteria_16S 1555326 1555347 69 90 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

383950 Bacteria_16S 1562743 1562764 69 90 gi| 219846143 |ref|NR_025733.1]| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

383950 Bacteria_16S 1565597 1565618 69 90 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

383950 Bacteria_16S 1567130 1567151 69 90 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

383950 Bacteria_16S 1568665 1568686 69 90 gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

383950 Bacteria_16S 1570156 1570177 69 90 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 

383950 Bacteria_16S 1571693 1571714 69 90 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
383950 Bacteria_16S 1573172 1573193 69 90 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

383950 Bacteria_16S 1580762 1580783 69 90 gi| 219878491 |ref|NR_025251.1| Sinorhizobium 
americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 1581060 Sinorhizobium 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Sinorhizobium/Ensifer group; Sinorhizobium. 

383950 Bacteria_16S 1582272 1582293 69 90 gi|219878490|ref|NR_025629.1| Rhodovarius 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

383950 Bacteria_16S 1583824 1583845 69 90 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

383950 Bacteria_16S 1585379 1585400 69 90 gi| 219878488 |ref|NR_025627.1| Viridibacillus arvi 


strain LMG 22165 
Firmicutes; Bacil 


383950 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


383950 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


383950 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


383950 Bacteria_16S 


subsp. ruminatoru 
equi subsp. rumin 


383950 Bacteria_16S 
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antarcticus Bacte 
Roseisalinus. 
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Viridibacillus. 
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1586934 1586955 69 
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laceae; Bacillus. 
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90 gi 


bacillales; Enterococcaceae; Enterococ 
1608546 1608567 69 90 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1610012 1610033 69 90 gi 
m strain CECT 5772 16S ribosomal RNA, 
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1611449 1611470 69 90 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


16S ribosomal RNA, partial sequence 1584175 15856 


1585730 15872 


16S ribosomal RNA, partial sequence 1587284 15887 
cu 


qu 
te 
pa 
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ue 
ia 


1612929 1612950 69 90 gi 


219878468 
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219878486 


Ss. 
219878471 
ence 

ria; Alt 


219878470 
rtial se 
ales; St 
219878469 
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Rhodob 


, 


ref 


ref 


ref 
erom 
ref 

quen 
rept 


ref 


acte 


fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 


33 Bacillus humi 


92 Enterococcus 


1607365 16088 


1610323 16117 


NR_025626.1 


NR_025625.1 


NR_025610.1 
1 
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NR_025609.1 
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ococcaceae; 
NR_025608.1 
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rales; Rhod 
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79 Viridibacillus arvi Bacteria; 


Bacillus humi strain 
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Enterococcus italicus 


italicus Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Streptococcus equi 

3 1610272 Streptococcus 
Streptococcus. 
Roseisalinus 

3 Roseisalinus 
bacteraceae; 


NR_025607.1 


Loktanella 


1611794 1613208 Loktanella 


383950 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


383950 Bacteria_16S 


strain CM243 16S 


1614458 1614479 69 90 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1615960 1615981 69 90 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


383950 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


383950 Bacteria_16S 
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1628078 1628099 69 90 gi 
-9014 16S ribosomal RNA, partial seque 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


383950 Bacteria_16S 


strain LMG 21880 
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383950 Bacteria_16S 


litoralis strain 
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383950 Bacteria_16S 
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Bacteria; Firmicu 


383950 Bacteria_16S 
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Bacillales; Bacil 


383950 Bacteria_16S 


R-15447 16S ribos 
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383950 Bacteria_16S 
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383950 Bacteria_16S 


strain DSM 5901 1 


1631088 1631109 69 90 gi 
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Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
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383950 Bacteria_16S 
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383950 Bacteria_16S 
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lacusfryxellense 
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1658530 1658551 69 90 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
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1667764 1667785 69 90 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1670843 1670864 69 90 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
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ribosomal RNA, partial sequence 
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219878467 
219878466 
1614821 16162 
219878458 
219878457 
1628419 16298 


219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


219878454 
219878453 
219878452 


1636012 1637452 Bacil 


219878451 
1637503 1638932 Bacil 


219878446 
16S ribosomal RNA, partial sequence 1645204 16466 


219878444 
6S ribosomal RNA, partial sequence 1646706 16481 


219878443 
somal RNA, partial sequence 1648203 1649649 Stell 


219878442 
1649700 16511 


219878441 


219878437 


219878436 


219878435 
1658880 16603 
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1669639 16711 
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1671187 16725 


219878419 


219878418 
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ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
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iales Fa 


lobacteraceae; Woodshole 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella. 
ref|NR_025595.1 
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Flavoba 


e 


nckiacea 


ref|NR_025593.1 
1632974 163447 
dales; Aeromonad 
ref|NR_025592.1 
30 1635961 Planoc 
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Aeromona 


16345 
ccus. 
ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 
ref|NR_025585.1 


Aeromonas. 
NR_025583.1 


onadaceae; 


ref 


etobacterace 
ref 


a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 
Stella. 
ref|NR_025581.1 
acteraceae; 
ref 
quen 


Labrys. 
NR_025580.1 
ce 165119 
Bacillus. 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025575.1 
o fortis Bacteri 


rtial se 
llaceae; 


equence 
ia; Rhiz 


ref|NR_025574.1 
rimontia. 
ref|NR_025573.1 

1660434 166191 
aenisporosarcina 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025567.1 


aceae; G 
equence 
aceae; P 
16665 
nterobac 


ostridium. 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025558.1 
ence 168328 
Clostridiaceae; 


v 
ref|NR_025557.1 


nterobac 


ial sequ 
idiales; 


Helcococcus sueciensis 
occus sueciensis 
e Sedis; Helcococcus. 
Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Flavobacterium 

acterium frigoris 

obacterium. 
Methylocella tundrae 


tundrae Bacteria; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Bacillus 
2 1652677 Bacillus 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Sporosarcina 
6 Paenisporosarcina 

Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Clostridium 
5 1684702 Clostridium 
Clostridium. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


219878415 
1687712 1689235 Bacillus saliphilus Bacteria; 


ref|NR_025554.1 


Bacillus saliphilus 


383950 Bacteria_16S 
rifietoensis stra 


1690497 1690518 69 90 gi 


219878414 


ref|NR_025553.1 


Planococcus 


in M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
383950 Bacteria_16S 1693610 1693631 69 90 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
383950 Bacteria_16S 1699801 1699822 69 90 gi| 219878408 |ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
383950 Bacteria_16S 1701348 1701369 69 90 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 
383950 Bacteria_16S 1702928 1702949 69 90 gi|219878406|ref|NR_025545.1]| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
383950 Bacteria_16S 1704419 1704440 69 90 gi| 219878405 |ref|NR_025544.1| Methylocystis 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
383950 Bacteria_16S 1707421 1707442 69 90 gi| 219878403 |ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
383950 Bacteria_16S 1708981 1709002 69 90 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
383950 Bacteria_16S 1711979 1712000 69 90 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 
383950 Bacteria_16S 1715025 1715046 69 90 gi| 219878398 |ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 
383950 Bacteria_16S 1716559 1716580 69 90 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 
383950 Bacteria_16S 1719635 1719656 69 90 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 
383950 Bacteria_16S 1722701 1722722 69 90 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
383950 Bacteria_16S 1724242 1724263 69 90 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
383950 Bacteria_16S 1734796 1734817 69 90 gi|219878385|ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
383950 Bacteria_16S 1737854 1737875 69 90 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 
383950 Bacteria_16S 1742462 1742483 69 90 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 
383950 Bacteria_16S 1745579 1745600 69 90 gi|219878377|ref|NR_025516.1| Streptococcus ratti 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
383950 Bacteria_16S 1750060 1750081 69 90 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
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16S ribosomal RNA, partial sequence 1945009 19464 
Bacillus. 


Ureibacillus. 


21 Ureibacillus 


90 gi|219878260|ref|NR_025399.1| Thioalkalicoccus 
1904081 1905405 Thioalkalicoccus limnaeus 
ales; Chromatiaceae; Thioalkalicoccus. 
90 gi| 219878257 |ref|NR_025396.1| Aerococcus 
al sequence 1908318 1909816 Aerococcus 
Lactobacillales; Aerococcaceae; Aerococcus. 
90 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 


terrenus Bacteria; 


90 gi|219878253|ref|NR_025392.1| Acinetobacter ursingii 
1912872 1914310 Acinetobacter ursingii 
nadales; Moraxellaceae; Acinetobacter. 
90 gi|219878249|ref|NR_025388.1| Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Pediococcus. 
90 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
anthomonadaceae; Ignatzschineria. 
90 gi|219878242|ref|NR_025381.1| Moritella profunda 
1928261 1929762 Moritella profunda Bacteria; 
oritellaceae; Moritella. 
90 gi| 219878241 |ref|NR_025380.1| Moritella abyssi 
1929813 1931309 Moritella abyssi Bacteria; 
oritellaceae; Moritella. 
90 gi|219878235|ref|NR_025374.1| Methylobacterium 
sequence 1938810 1940249 Methylobacterium 
ria; Rhizobiales; Methylobacteriaceae; 
90 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 


90 219878232 
19433 
; Lactobac 


219878231 


gi 


90 gi 


ref 


ref 


98 1944958 Lacto 
illu 


NR_025371.1 


Ss. 
NR_025370.1 


b 


02 Bacillus shackletonii Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


383950 Bacteria_16S 1956711 1956732 69 90 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

383950 Bacteria_16S 1961376 1961397 69 90 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

383950 Bacteria_16S 1962870 1962891 69 90 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

383950 Bacteria_16S 1967443 1967464 69 90 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

383950 Bacteria_16S 1968964 1968985 69 90 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

383950 Bacteria_16S 1970352 1970373 69 90 gi|219878215|ref|NR_025354.1| Azospirillum 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 

383950 Bacteria_16S 1973275 1973296 69 90 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

383950 Bacteria_16S 1974854 1974875 69 90 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

383950 Bacteria_16S 1976432 1976453 69 90 gi|219878211|ref|NR_025350.1| Desulfobacula 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 
383950 Bacteria_16S 1979554 1979575 69 90 gi|219878209|ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
383950 Bacteria_16S 1982657 1982678 69 90 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

383950 Bacteria_16S 1984242 1984263 69 90 gi|219878206|ref|NR_025345.1| Chondromyces 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 


1983024 1984558 Chondromyces 


lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; 


Chondromyces. 


383950 Bacteria_16S 
apiculatus strain 
apiculatus Bacter 


Chondromyces. 


383950 Bacteria_16S 
ferrugineus strai 
ferrugineus Bacte 


Cystobacteraceae; 


383950 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; 


proteamaculans st 
proteamaculans Ba 
Serratia. 


383950 Bacteria_16S 


strain DSM 30063 
Proteobacteria; 


strain DSM 4576 1 
Proteobacteria; 


strain DSM 12358 


Proteobacteria; G 


383950 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


383950 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


383950 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


383950 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


strain 81H-380. 
Proteobacteria; 


iL 
G 


383950 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; G 


383950 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


383950 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


383950 Bacteria_16S 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


383950 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; G 


383950 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


383950 Bacteria_16S 


strain DSM 2665 1 
Proteobacteria; A 


383950 Bacteria_16S 


strain ATCC 15260 
Proteobacteria; A 


383950 Bacteria_16S 


strain MCS 25 16S 
Proteobacteria; A 


G 
383950 Bacteria_16S 
rain DSM 4543 16S ribosomal RNA, parti 
Gammaproteobac 


G 
383950 Bacteria_16S 


G 
383950 Bacteria_16S 


1985826 1985847 69 90 


gi 


1987407 1987428 69 

n Cb fel8 16S ribosomal RNA, 
ria; Proteobacteria; 
Cystobacter. 
1988944 1988965 69 


90 gi 
complete 


90 gi 


1990493 1990514 69 90 


gi 


cteria; Proteobacteria; 


1992041 1992062 69 90 


gi 


1993584 1993605 69 90 


gi 


1995131 1995152 69 90 


gi 
ammaproteobacteria; Enterobacteriales; 
1996667 1996688 69 90 gi 


ammaproteobacteria; Enterobacteriales; 
1998212 1998233 69 90 gi 


ammaproteobacteria; Enterobacteriales; 
1999751 1999772 69 90 gi 
ia; Enterobacteriales; 
2001285 2001306 69 90 gi 
16S ribosomal RNA, partial sequence 


2002820 2002841 69 
6S ribosomal 
ammaproteobacteria; Enterobacteriales; 
2004353 2004374 69 90 gi 


90 gi 


ammaproteobacteria; Enterobacteriales; 
2005897 2005918 69 90 gi 


ammaproteobacteria; Enterobacteriales; 
2007443 2007464 69 90 gi 


ammaproteobacteria; Enterobacteriales; 
2008987 2009008 69 90 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; 


201054 
6S ribos 
ammaprot 


6 2010567 69 90 


gi 


eobacteria; Enterobacteriales; 
2013586 2013607 69 90 gi 
in ATCC 
eria; Pr 
2015046 2015067 69 
6S ribos 
lphaprot 


90 gi 
eobacteria; 
2016513 2016534 69 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2018006 2018027 69 90 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; 


Rhodobacterales; 
90 gi 


383950 Bacteria_16S 


strain MCS 18 16S 


2019478 2019499 69 90 gi 
ribosomal RNA, partial sequence 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


Deltaproteobacter 


acteria; Gammaproteobacteria; Enteroba 
383950 Bacteria_16S 


Gammaproteobacter 


33883 16S ribosomal RNA, parti 
oteobacteria; Alphaproteobacte 


a; 


E 


al 


E 


E 


16S ribosomal RNA, partial sequence 1993927 19 


E 


6S ribosomal RNA, partial sequence 1995493 19 


E 


16S ribosomal RNA, partial sequence 1997016 19 


E 


ea 


ct 


RNA, partial sequence 2001636 20 


E 


6S ribosomal RNA, partial sequence 2003168 20 


E 


6S ribosomal RNA, partial sequence 2004699 20 


E 


6S ribosomal RNA, partial sequence 2006247 20 


E 


se 
ia 


omal RNA, partial sequence 2009346 20 


E 


al 
ri 


omal RNA, partial sequence 2013915 20 
H 


YP 


Sp 


YP 


219878205 
uence 
Myxococ 


219878204 
sequence 

ia; Myxoco 
219878203 
6S ribosomal RNA, partial sequence 1987760 19892 
ammaproteobacteria; Enterobacteriales; 
219878202 
te 
219878201 
16S ribosomal RNA, partial sequence 1990842 19923 
ammaproteobacteria; Enterobacteriales; 
219878200 
6S ribosomal RNA, partial sequence 1992387 19938 


ammaproteobacteria; Enterobacteriales; 
219878199 


219878198 


219878197 


219878196 
somal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriac 
219878195 


219878194 


219878193 


219878192 


219878191 


219878190 


219878189 


219878187 


219878186 


2198781 


2198781 
2016867 20 
H 


nterobac 


sequenc 
ria; 


nterobac 


nterobac 


954 
nterobac 
969 
nterobac 
985 
nterobac 
agi 


e; Pragi 
20 


erial 


000 


es; 


031 


nterobac 


046 


nterobac 


061 


nterobac 


077 
nterobac 
quenc 
Ent 


e 
ero 


v 


108 


nterobac 


sequ 
a; Rh 


enc 
odo 


153 
ada 
85 

153 
mon 
84 

182 
ada 


homon 


20 
hingo: 


homon 


Ent 


Sorangiineae; Polyangiaceae; 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


Cystobacter 
9 Cystobacter 
terineae; 


ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 
36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 
ref|NR_025339.1| Serratia fonticola 
76 Serratia fonticola Bacteria; 
teriaceae; Serratia. 
ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 
ref |NR_025337.1| Rahnella aquatilis 
65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 
ref |NR_025336.1| Proteus vulgaris 
10 Proteus vulgaris Bacteria; 
teriaceae; Proteus. 
ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 
a. 
ref |NR_025334.1| Obesumbacterium 
96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 
ref |NR_025332.1| Budvicia aquatica 
48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref|NR_025328.1| Buttiauxella brennerae 
50 Buttiauxella brennerae Bacteria; 
teriaceae; Buttiauxella. 

ref|NR_025326.1| Hyphomonas 

e 2012455 2013864 Hyphomonas 

bacterales; Hyphomonadaceae; Hyphomonas. 
ref|NR_025325.1| Hyphomonas polymorpha 
24 Hyphomonas polymorpha Bacteria; 

ceae; Hyphomonas 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025323.1| Maricaulis parjimensis 
86 Maricaulis parjimensis Bacteria; 
ceae; Maricaulis 


Caulobacter leidyia 
acter leidyia Bacteria; 


2198781 
2018337 2019758 Maricaulis salignorans Bacteria; 


83 


ref|NR_025322.1| Maricaulis salignorans 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 


383950 Bacteria_ 
washingtonensis s 
washingtonensis B 


Maricaulis. 


383950 Bacteria_ 
strain ATCC 15257 
Proteob 


Bacteria; 


383950 Bacteria_ 
strain ATCC 15253 


383950 Bacteria_ 
strain DSM 176 16 
G 
383950 Bacteria_ 
strain LMG 317541 


Proteobacteria; 


Proteobacteria; 


Enterobacteriales 
383950 Bacteria_ 
strain DSM 169 16 
G 
383950 Bacteria_ 
hesperidum strain 


Proteobacteria; 


Bacteria; 


strain LMG 12370 
Firmicutes; 


G 
383950 Bacteria_ 
carotovorum subsp 


Firmicu 
383950 Bacteria_ 


Bacil 


16S 2020950 2020971 69 90 gi|219878182|ref|NR_025321.1| Maricaulis 

train MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 

acteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 

16S 2022416 2022437 69 90 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

16S 2023907 2023928 69 90 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 

Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

16S 2025421 2025442 69 90 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

16S 2026976 2026997 69 90 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

16S 2028418 2028439 69 90 gi|219878177|ref|NR_025316.1| Pectobacterium 

- odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 

Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 

; Enterobacteriaceae; Pectobacterium. 

16S 2029955 2029976 69 90 gi|219878176|ref|NR_025315.1| Chromatium okenii 

S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

16S 2032858 2032879 69 90 gi|219878174|ref|NR_025313.1| Alicyclobacillus 
FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 

tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

16S 2039008 2039029 69 90 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 
16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
lales; Bacillaceae; Virgibacillus. 

16S 2040567 2040588 69 90 gi|219878168|ref|NR_025307.1| Dolosicoccus 


383950 Bacteria_ 


paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

383950 Bacteria_16S 2060694 2060715 69 90 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

383950 Bacteria_16S 2062226 2062247 69 90 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
383950 Bacteria_16S 2071361 2071382 69 90 gi| 219878143 |ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

383950 Bacteria_16S 2075903 2075924 69 90 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

383950 Bacteria_16S 2085156 2085177 69 90 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

383950 Bacteria_16S 2092703 2092724 69 90 gi|219878128|ref|NR_025267.1| Shewanella baltica 
strain 63 16S ribosomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

383950 Bacteria_16S 2095800 2095821 69 90 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 2098791 2098812 69 90 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

383950 Bacteria_16S 2101858 2101879 69 90 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

383950 Bacteria_16S 2104996 2105017 69 90 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

383950 Bacteria_16S 2106439 2106460 69 90 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
383950 Bacteria_16S 2107920 2107941 69 90 gi| 219878115 |ref|NR_025254.1| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

383950 Bacteria_16S 2113972 2113993 69 90 gi|219857659|ref|NR_025248.1| Novosphingobium 


pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 


pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


383950 Bacteria_16S 
strain TF-9 16S r 


Firmicutes; Bacil 


383950 Bacteria_16S 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


383950 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphapro 
383950 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


383950 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


383950 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


383950 Bacteria_16S 


strain TF-11 16S 


2115545 2115566 69 
ibosoma 


ribosomal RNA, 
lales; Bacillaceae; 
2121621 2121642 69 
ia; Enterobacteriales; 

2124648 2124669 69 
ribosomal RNA, 
lales; Bacillaceae; 
2126204 2126225 69 
ribosomal RNA, 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 2127733 2127754 69 90 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 

383950 Bacteria_16S 2138261 2138282 69 90 gi| 219857643 |ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

383950 Bacteria_16S 2142738 2142759 69 90 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
383950 Bacteria_16S 2147263 2147284 69 90 gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis 
strain Pss 26 16S ribosomal RNA, partial sequence 2146078 2147531 Pseudomonas jinjuensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

383950 Bacteria_16S 2151858 2151879 69 90 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

383950 Bacteria_16S 2153322 2153343 69 90 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

383950 Bacteria_16S 2154785 2154806 69 90 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

383950 Bacteria_16S 2159318 2159339 69 90 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

383950 Bacteria_16S 2160812 2160833 69 90 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

383950 Bacteria_16S 2170032 2170053 69 90 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

383950 Bacteria_16S 2176100 2176121 69 90 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

383950 Bacteria_16S 2177647 2177668 69 90 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

383950 Bacteria_16S 2180596 2180617 69 90 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
383950 Bacteria_16S 2182112 2182133 69 90 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
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383950 Bacteria_16S 2189752 2189773 69 90 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

383950 Bacteria_16S 2191310 2191331 69 90 gi| 219857605 |ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

383950 Bacteria_16S 2192808 2192829 69 90 gi|219857604|ref|NR_025192.1]| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

383950 Bacteria_16S 2197319 2197340 69 90 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

383950 Bacteria_16S 2221496 2221517 69 90 gi| 219857585 |ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

383950 Bacteria_16S 2222907 2222928 69 90 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

383950 Bacteria_16S 2224440 2224461 69 90 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

383950 Bacteria_16S 2238212 2238233 69 90 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

383950 Bacteria_16S 2239729 2239750 69 90 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

383950 Bacteria_16S 2241240 2241261 69 90 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

383950 Bacteria_16S 2242751 2242772 69 90 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

383950 Bacteria_16S 2244262 2244283 69 90 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

383950 Bacteria_16S 2245711 2245732 69 90 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

383950 Bacteria_16S 2254950 2254971 69 90 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

383950 Bacteria_16S 2259565 2259586 69 90 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

383950 Bacteria_16S 2262724 2262745 69 90 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

383950 Bacteria_16S 2267353 2267374 69 90 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

383950 Bacteria_16S 2268939 2268960 69 90 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
strain Pl 16S ribosomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

383950 Bacteria_16S 2270469 2270490 69 90 gi|219857553|ref|NR_025141.1| Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

383950 Bacteria_16S 2271981 2272002 69 90 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

383950 Bacteria_16S 2273454 2273475 69 90 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

383950 Bacteria_16S 2278101 2278122 69 90 gi| 219857548 |ref|NR_025136.1| Methylomicrobium 


buryatense strain 5B 16S ribosomal RNA, partial sequence 


2276893 2278392 Methylomicrobium buryatense 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 


383950 Bacteria_16S 2284188 2284209 69 90 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter marinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 

383950 Bacteria_16S 2285730 2285751 69 90 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 2287170 2287191 69 90 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

383950 Bacteria_16S 2288619 2288640 69 90 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
strain L1 16S ribosomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

383950 Bacteria_16S 2290185 2290206 69 90 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

383950 Bacteria_16S 2291649 2291670 69 90 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

383950 Bacteria_16S 2294714 2294735 69 90 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
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383950 Bacteria_16S 2336911 2336932 69 90 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

383950 Bacteria_16S 2338345 2338366 69 90 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

383950 Bacteria_16S 2339894 2339915 69 90 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
383950 Bacteria_16S 2341422 2341443 69 90 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

383950 Bacteria_16S 2350463 2350484 69 90 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

383950 Bacteria_16S 2355032 2355053 69 90 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
383950 Bacteria_16S 2364257 2364278 69 90 gi|219857485|ref|NR_025073.1| Haemophilus felis 


strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 2364576 Haemophilus felis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


383950 Bacteria_16S 2370293 2370314 69 90 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 
strain HRC292 16S ribosomal RNA, partial sequence 2369126 2370587 Mycoplasma primatum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

383950 Bacteria_16S 2373313 2373334 69 90 gi|219857478|ref|NR_025066.1| Mycoplasma maculosum 
strain PG15 16S ribosomal RNA, partial sequence 2372144 2373602 Mycoplasma maculosum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

383950 Bacteria_16S 2382399 2382420 69 90 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 2391535 2391556 69 90 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
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383950 Bacteria_16S 2425254 2425275 69 90 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
383950 Bacteria_16S 2428167 2428188 69 90 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

383950 Bacteria_16S 2434143 2434164 69 90 gi|219857432|ref|NR_025020.1| Flavobacterium 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

383950 Bacteria_16S 2440202 2440223 69 90 gi|219857428|ref|NR_025016.1| Methylobacter 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 2440521 Methylobacter 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylobacter. 

383950 Bacteria_16S 2441761 2441782 69 90 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
383950 Bacteria_16S 2443258 2443279 69 90 gi|219857424|ref|NR_025012.1| Shewanella japonica 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

383950 Bacteria_16S 2444793 2444814 69 90 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

383950 Bacteria_16S 2446337 2446358 69 90 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 
383950 Bacteria_16S 2447842 2447863 69 90 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 


2446675 244812 


4 Pseudoalteromonas 


maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


383950 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


383950 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


383950 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


383950 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


383950 Bacteria_16S 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


383950 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


383950 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


383950 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


383950 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


383950 Bacteria_16S 


aerophilum strain 
Bacteria; Proteob 


383950 Bacteria_16S 


nitratis strain A 
Bacteria; Proteob 


383950 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


383950 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


383950 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


383950 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


383950 Bacteria_16S 


orisratti strain 
orisratti Bacteri 


383950 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


383950 Bacteria_16S 


beliardensis stra 
beliardensis Bact 


383950 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


Aeromonas. 
383950 Bacteria_16S 


2449376 2449397 69 90 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2450889 2450910 69 90 gi 


Ca 


lales; Thermoactinomycetaceae; Laceyella 
2452441 2452462 69 90 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2453966 2453987 69 90 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2456976 2456997 69 90 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


1 
ti 


1 
ti 


rt 
2458404 2458425 69 90 gi 


n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 
ia 


2459894 2459915 69 90 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2461386 2461407 69 90 gi 
ribosomal RNA, partial sequence 


Sp 


Sphingomonadales; 
2462944 2462965 69 90 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2464408 2464429 69 90 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2466010 2466031 69 90 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2467586 2467607 69 90 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2469134 2469155 69 90 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2470616 2470637 69 90 gi 
LJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2472121 2472142 69 90 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2473626 2473647 69 90 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; 


Sp 


ct 


s 
ia 


v 


cl 


ce 
ha 


ce 
al 


al 


Syntrophobacterale 
2477987 2478008 69 90 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487020 2487041 69 90 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2496114 2496135 69 90 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2502116 2502137 69 90 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; Leg 
2503622 2503643 69 90 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2505124 2505145 69 90 gi 
Rl 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 


Ss; 


s 
Oc 


io 


ar 


ri 


sp 


383950 Bacteria_16S 


219857420 
ia 


219857419 
16S ribosomal RNA, partial sequence 2449732 245 


219857418 
219857417 


219857413 
ia; 


219857411 


219857410 
2458757 24601 


219857409 
2460248 24616 


219857408 
219857407 
219857406 
219857405 
2466381 24678 
219857404 
219857403 
219857402 
219857401 


2472404 24737 


219857398 
2476824 24782 


219857392 
2485849 24873 
219857386 
219857381 


219857380 


219857379 


1 sequen 
rnobacte 


11 


sequen 
nomyce 


ce 
ta 


sequen 
nomyce 


ce 
ta 


ial sequ 


’ 


ence 
; Sphi 


v 


ng 


hingomon 


hingomon 


24617 
eriales; 


equence 
les; Clo 


24647 
Lactobac 


ostridiu 


24679 
les; Pis 


24694 


es; Ecto 


24709 


es; Ecto 


Syntrop 


equence 
25009 
nellacea 


tial seq 
a; Legio 


25039 
iraceae; 


2506679 2506700 69 90 gi 


219857373 


Gammap 


occaceae; 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_025007.1 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonell 
ref|NR_025005.1 

2452794 245426 
ceae; Thermofla 
ref|NR_025001.1 
ence 245578 
roteobacteria; 


ref|NR_024999.1 
2457264 245870 
omonadales; Sphi 


ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024995.1 
2463226 246471 
stridiaceae; Clo 
ref|NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024993.1 


m. 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref|NR_024989.1 


hace 
ref 


ae; Smithell 
NR_024986.1 


ref|NR_024980.1 


ref |NR_024974.1 

2494920 249625 
; Streptococcus. 
ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref|NR_024968.1 
uence 250240 
nellales; Legion 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 


Vv 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Laceyella putida 


92 Laceyella putida Bacteria; 


Seinonella 
3 Seinonella 


a. 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 

Raoultella planticola 

ella planticola 

eae; Raoultella. 
Clostridium 

2 Clostridium 

stridium. 
Lactobacillus mucosae 

acillus mucosae 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Thioalkalivibrio 
kalivibrio nitratis 

ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 

ae; Thioalkalivibrio. 
Smithella propionica 


’ 


74 Smithella propionica Bacteria; 


a. 
Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Streptococcus 
6 Streptococcus 


Legionella waltersii 
ella waltersii Bacteria; 


Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Sporobacterium 
acterium olearium 


ref|NR_024961.1 


Alkalispirillum mobile 


strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 


383950 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


383950 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


383950 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


383950 Bacteria_16S 


2508201 2508222 69 90 gi|219857372|ref|NR_024960.1| Thermohalobacter 
CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
tes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

2509712 2509733 69 90 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
FN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 

2515782 2515803 69 90 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
somal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Caloramator. 

2527866 2527887 69 90 gi|219857359|ref|NR_024947.1| Desulfotomaculum 


alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

383950 Bacteria_16S 2530918 2530939 69 90 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

383950 Bacteria_16S 2536985 2537006 69 90 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

383950 Bacteria_16S 2538343 2538364 69 90 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

383950 Bacteria_16S 2539748 2539769 69 90 gi|219857351|ref|NR_024939.1| Hyphomonas hirschiana 


strain VP-5 16S r 


ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


383950 Bacteria_16S 


strain MHS-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
383950 Bacteria_16S 


strain MHS-3 16S 


meridiei strain S 
Bacteria; Firmicu 


383950 Bacteria_16S 


strain C-29 16S r 


2541078 2541099 69 90 
ribosomal RNA, partial sequence 


gi 


H 
2542483 2542504 69 90 gi 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


383950 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 


subsp. spizizenii 
subtilis subsp. s 


383950 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


383950 Bacteria_16S 


strain AN1 16S ri 
Proteobacteria; A 


383950 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


383950 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


383950 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


383950 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


383950 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


383950 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


383950 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


383950 Bacteria_16S 


strain HPA92 16S 


Proteobacteria; G 


2551593 2551614 69 90 gi 
pizizenii Bacteria; Firmicutes; Bacill 
2565393 2565414 69 90 gi 


train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2568471 2568492 69 90 gi 


bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
2569950 2569971 69 90 gi 
ain SPL77A 16S ribosomal RNA, partial 

teria; Firmicutes; Clostridia; Clostri 
2573059 2573080 69 90 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2586905 2586926 69 90 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2590011 2590032 69 90 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2591590 2591611 69 90 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2593164 2593185 69 90 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2600718 2600739 69 90 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
2602272 2602293 69 90 gi 
ribosomal RNA, partial sequence 


ammaproteobacteria; Pasteurellales; Pa 


383950 Bacteria_16S 


strain 177 16S ri 
Proteobacteria; G 


2603826 2603847 69 90 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 


gi 


2538597 25399 
homonada: 


YP 
219857350 


2539981 25412 
homonada 


yp 
219857349 


2541332 25426 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
383950 Bacteria_16S 


2548929 25503 


nellaceae; 
219857343 
partial 

ales; 
219857291 
ia 
ridiales; 

219857289 


2567339 25687 
izobiace 


rh 
219857288 
sequence 
diales; Cl 
219857286 
1 
os 
219857277 
quence 
obacteria; 
219857275 
25888 
cus. 
219857274 
25903 
cus. 
219857273 
25919 
cus. 
219857268 
al sequenc 
ria; Paste 
219857267 


2601060 26025 


steurellac 
219857266 


Baci 


1 sequen 


sequence 
tridiale 


30 Hyphomonas hirschiana Bacteria; 
ceae; Hyphomonas. 

ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 
ceae; Hyphomonas. 

ref|NR_024937.1| Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Hyphomonadaceae; Hyphomonas. 
2548594 2548615 69 90 gi|219857345|ref|NR_024933.1| Desulfosporosinus 
10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 
tes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
2550075 2550096 69 90 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref |NR_024931.1 
sequence 255039 
llaceae; Bacillu 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; Eubacterium. 
ref|NR_024920.1| Nitrobacter alkalicus 
17 Nitrobacter alkalicus Bacteria; 
ae; Nitrobacter. 
ref|NR_024919.1 
2568768 257024 
ostridiaceae; Cl 
ref|NR_024917.1 
2571864 257337 
s; Clostridiacea 
ref |NR_024908.1 
2585691 258722 
Oceanospirillal 
ref|NR_024906.1 
00 2590328 Entero 


Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Eubacterium 

8 Eubacterium 


Clostridium 

8 Clostridium 
ostridium. 
Clostridium 

7 Clostridium 

e; Clostridium. 
Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


ref |NR_024905.1 
79 2591887 Entero 


Enterococcus cecorum 
coccus cecorum Bacteria; 


ref|NR_024904.1 
38 2593451 Entero 


Enterococcus dispar 
coccus dispar Bacteria; 


Mannheimia 
9 Mannheimia 


ref|NR_024899.1 
e 2599506 260100 
urellales; Pasteurellaceae; Mannheimia. 
ref|NR_024898.1| Mannheimia ruminalis 
63 Mannheimia ruminalis Bacteria; 

eae; Mannheimia. 
ref |NR_024897.1 


Mannheimia varigena 


2602614 2604117 Mannheimia varigena Bacteria; 
Pasteurellaceae; 


Mannheimia. 


383950 Bacteria_16S 
strain P925 16S r 
Proteobacteria; G 


2605380 2605401 69 90 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 


gi|219857265 
2604168 26056 
steurellac 


ref|NR_024896.1| Mannheimia glucosida 
71 Mannheimia glucosida Bacteria; 
eae; Mannheimia 


383950 Bacteria_ 


strain SEBR 4211 
Firmicutes; 


383950 Bacteria_ 
selangorensis str 
selangorensis Bac 
383950 Bacteria_ 
strain ATCC 51603 
G 
383950 Bacteria_ 
mcmeekinii strain 
Firmicu 


Proteobacteria; 


Bacteria; 


383950 Bacteria_ 
strain ACCC 19665 
Proteob 


Bacteria; 


383950 Bacteria_ 
halotolerans stra 
Firmicu 


Bacteria; 


383950 Bacteria_ 
strain hl 16S rib 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
383950 Bacteria_ 
strain ACAM 81 16 
Fl 


Bacteroidetes; 


383950 Bacteria_ 
alkanoclasticum s 
alkanoclasticum B 
383950 Bacteria_ 
strain CDC 0876-5 
Proteob 


Bacteria; 


383950 Bacteria_ 
strain CDC 2991-8 
G 
383950 Bacteria_ 
succinogenes stra 
succinogenes Bact 


Proteobacteria; 


Actinobacillus. 


383950 Bacteria_ 
strain GSL-But2 1 
D 
383950 Bacteria_16S 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


Proteobacteria; 


thyasirae strain 


thyasirae Bacteri 


Thiomicrospira. 


383950 Bacteria_16S 
multivorans strai 
Proteob 
383950 Bacteria_16S 
strain IM1 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
383950 Bacteria_16S 
parasanguinis str 
parasanguinis ATC 
383950 Bacteria_16S 


Bacteria; 


sanguinis strain 


sanguinis Bacteri 
383950 Bacteria_16S 
manihotivorans st 
manihotivorans Ba 
383950 Bacteria_16S 
juripiscarius str 
juripiscarius Bac 
383950 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
383950 Bacteria_16S 
strain IST7 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 


Clost 


16S 2616262 2616283 69 90 gi 
16S ribosomal RNA, partial sequence 26 
ridia; Clostridiales; 
16S 2617844 2617865 69 90 gi 
teria; 
16S 


Firmicutes; Lactobacillales; 
2620923 2620944 69 90 gi 
16S ribosomal RNA, partial sequence 
16S 2622398 2622419 69 90 gi 
tes; 
16S 


Bacillales; Planococcaceae; 
2623888 2623909 69 90 gi 
16S ribosomal RNA, partial sequence 
16S 2628548 2628569 69 90 gi 
tes; 
16S 


Bacillales; Bacillaceae; 
2631587 2631608 69 90 
osomal RNA, partial sequence 


gi 
26 
16S 2633014 2633035 69 90 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
16S 2634564 2634585 69 90 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; 
16S 2636051 2636072 69 90 gi 
8 16S ribosomal RNA, partial sequence 


gi 
26 


16S 2637615 2637636 69 90 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2639194 2639215 69 90 gi 


eria; Proteobacteria; 


16S 2642251 2642272 69 90 gi 
eltaproteobacteria; Desulfobacterales; 


2648432 2648453 69 90 gi 


2661911 2661932 69 90 gi 


2663292 2663313 69 90 
bosomal RNA, partial sequence 


gi 


2664741 2664762 69 90 gi 
C 15912 Bacteria; Firmicutes; 
2666303 2666324 69 90 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; 
2673844 2673865 69 90 

rain OND 32 16S ribosomal RNA, 

cteria; Firmicutes; Lactobacillales; 
2679917 2679938 69 90 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; 
2681456 2681477 69 90 


gi 


gi 


acteria; Firmicutes; Lactobacillales; 
2694795 2694816 69 90 gi 


Clostridiales Fami 
ain LMG 17710 16S ribosomal RNA, parti 
La 
ammaproteobacteria; Enterobacteriales; 
S23F2 16S ribosomal RNA, partial sequ 
Planomi 
acteria; Alphaproteobacteria; Rhizobia 


in NN 16S ribosomal RNA, partial seque 
Gracilib 


Flavoba 


Plano 


acteria; Gammaproteobacteria; Enteroba 


in 130Z 16S ribosomal RNA, partial seque 


Gammaproteobacte 


6S ribosomal RNA, partial sequence 2641027 26425 


n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


2662145 266 
ain ATCC 15912 16S ribosomal RNA, part 
Lactobac 

Streptoc 
complet 
L 
Bacilla 


train IDR2-2 16S ribosomal RNA, partia 


219857255 
15060 26165 
ly XII. 
219857254 
al sequenc 
ct 
219857252 
26197 
Enterobac 
219857251 
ence 26212 
crobium. 
219857249 
26227 
les; Phyll 
219857246 
nce 26273 
acillus. 

219857238 
30432 26317 
dobacter 
219857237 
31843 26332 
cteriaceae 
219857236 
sequence 

coccaceae; 
219857234 
26348 
cteriales; 
219857233 
26364 
Enterobac 
219857232 
nce 
a; 


ri Paste 


219857230 


Desulfoba 
219857226 
quence 
; Thiotric 

219857216 
ence 26607 
les; Hypho 
219857215 
34 
locystacea 
219857214 
ial sequen 
illales; §s 
219857213 
sequence 
occaceae 
219857207 
e sequence 
actobacill 
219857203 
sequence 
ceae; Lent 
219857202 
1 sequence 
Carnobacte 
219857192 


obacilla 


ref|NR_024886.1 


Incertae Sedis; 
ref|NR_024885.1 
e 2616635 261812 
ceae; Paralacto 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; 
ref |NR_024881.1 


ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; 
ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_024865.1 
; FL 
ref |NR_024864.1 

2633347 263479 
Planomicrobium. 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024854.1 

2647248 264867 
hales; Piscirick 


ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref |NR_024843.1 


e; Methylopila. 
ref |NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
NR_024841.1 
4 
reptococcus. 
NR_024835.1 
2672606 267416 
aceae; Lactobaci 
ref |NR_024831.1 

2678696 268021 
ibacillus. 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 


b 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Paralactobacillus 
9 Paralactobacillus 
acillus. 
Kluyvera georgiana 
ra georgiana Bacteria; 


Kluyvera. 


Planomicrobium 


00 2622680 Planomicrobium mcmeekinii 


Mesorhizobium amorphae 
izobium amorphae 


Mesorhizobium. 


Gracilibacillus 
ibacillus halotolerans 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
avobacterium. 


Planomicrobium 
1 Planomicrobium 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Thiomicrospira 

1 Thiomicrospira 

ettsiaceae; 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Lactobacillus 
4 Lactobacillus 
llus. 

Lentibacillus 
9 Lentibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Borrelia turcica 


ref|NR_024820.1 


2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetaceae; Borrelia. 


383950 Bacteria_16S 2696161 2696182 69 90 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
383950 Bacteria_16S 2697701 2697722 69 90 gi|219857190|ref|NR_024818.1] Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

383950 Bacteria_16S 2699257 2699278 69 90 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 2706893 2706914 69 90 gi|219857184|ref|NR_024812.1| Exiguobacterium 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
383950 Bacteria_16S 2709856 2709877 69 90 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

383950 Bacteria_16S 2714235 2714256 69 90 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

383950 Bacteria_16S 2715758 2715779 69 90 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

383950 Bacteria_16S 2717300 2717321 69 90 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

383950 Bacteria_16S 2723378 2723399 69 90 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

383950 Bacteria_16S 2726471 2726492 69 90 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 2729557 2729578 69 90 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

383950 Bacteria_16S 2731064 2731085 69 90 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

383950 Bacteria_16S 2732591 2732612 69 90 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

383950 Bacteria_16S 2734088 2734109 69 90 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

383950 Bacteria_16S 2735578 2735599 69 90 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
383950 Bacteria_16S 2737068 2737089 69 90 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

383950 Bacteria_16S 2741425 2741446 69 90 gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

383950 Bacteria_16S 2742922 2742943 69 90 gi|219857159|ref|NR_024787.1| Flavobacterium 
limicola strain ST-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

383950 Bacteria_16S 2756208 2756229 69 90 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
383950 Bacteria_16S 2757776 2757797 69 90 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

383950 Bacteria_16S 2759267 2759288 69 90 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

383950 Bacteria_16S 2762219 2762240 69 90 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

383950 Bacteria_16S 2763671 2763692 69 90 gi|219857142|ref|NR_024770.1| Edwardsiella tarda 


strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 2763940 Edwardsiella tarda ATCC 15947 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 


383950 Bacteria_ 


strain JCM1680 16 
G 


Proteobacteria; 
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ref|NR_024769.1| Edwardsiella ictaluri 
56 Edwardsiella ictaluri Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024768.1| Edwardsiella hoshinae 
72 Edwardsiella hoshinae Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024766.1| Bacillus okuhidensis 
07 Bacillus okuhidensis Bacteria; 


ref|NR_024758.1| Thiothrix eikelboomii 
79 Thiothrix eikelboomii Bacteria; 
e; Thiothrix. 
ref|NR_024757.1| Thiothrix flexilis 
46 Thiothrix flexilis Bacteria; 
e; Thiothrix. 
ref|NR_024756.1| Thiothrix disciformis 
12 Thiothrix disciformis Bacteria; 
e; Thiothrix. 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024749.1 
2792664 279412 
stridiaceae; Clo 
ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
lostridiaceae; Alkaliphilus. 
ref|NR_024738.1| Asaia siamensis strain 
siamensis Bacteria; Proteobacteria; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Clostridium 
8 Clostridium 
stridium. 


ref |NR_024737.1 
2810779 281222 
ales; Flavobacte 
ref|NR_024736.1 
2812273 281371 
es; Flavobacteri 
ref |NR_024734.1 
2815260 281674 
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Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
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8 Pseudomonas 
omonadaceae; 


ref |NR_024733. 
2816799 2818 
hales; Erysipel 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


8 
° 


ref|NR_024728.1| Asaia bogorensis 
74 Asaia bogorensis Bacteria; 
raceae; Asaia. 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiu 
ref|NR_024713.1 
lia sinica Bacte 
roup. 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024710.1 
2848765 285026 
riales; Coma 
ref |NR_024706.1 
85 2856506 Pseudo 
aceae. 
NR_024703.1 
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ref|NR_024700.1 
2864276 286573 
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m. 
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6 Pelomonas 
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monas flectens Bacteria; 
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1 2861120 Pseudomonas 
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219856880 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacterium. 


ref|NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 


383950 Bacteria_16S 2870113 2870134 69 


weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 
Firmicutes; 


weihenstephanensis Bacteria; 
383950 Bacteria_16S 2871693 2871714 69 
strain DSM11031 1 
Firmicutes; Bacillales; Bacillaceae; 
383950 Bacteria_16S 2873272 2873293 69 
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IFO15715 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Bacillus. 
383950 Bacteria_16S 2881149 2881170 69 


strain JCM9731 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
383950 Bacteria_16S 2882700 2882721 69 


strain JCM9070 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
383950 Bacteria_16S 2884252 2884273 69 
phaeum strain PB 
Firmicutes; Clostridia; 
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383950 Bacteria_16S 2905345 2905366 69 


DSM4771 16S ribosomal RNA, 
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90 
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Clostridia; 


Clostridiales; 


Eubacteriaceae; 
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6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Salimicrobium 
5 Salimicrobium 


Bacillus flexus strain 
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Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 
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25 Thermacetogenium phaeum Bacteria; 


togenium. 
Sphingomonas 
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monas. 
Eubacterium 

8 Eubacterium 

acterium. 

Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 
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Thermaerobacter 
5 Thermaerobacter 
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Staphylococcus 
0 Staphylococcus 


Staphylococcus 
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Staphylococcus 
6 Staphylococcus 
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lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 
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383950 Bacteria_ 
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383950 Bacteria_ 


carotinifaciens s 
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Paracoccus. 


383950 Bacteria_16S 


minutulum strain 
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383950 Bacteria_16S 


strain IFO 13613 


strain IFO 15467 


16S 2925312 2925333 69 90 
ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; 

16S 2926674 2926695 69 90 


train E-396 16S ribosomal RNA, 


gi 


gi 


2928209 2928230 69 90 gi 
ATCC 19193 16S ribosomal RNA, partial 


2929686 2929707 69 90 gi 


2931192 2931213 69 90 gi 


complet 
acteria; Proteobacteria; Alphaproteoba 


a; Proteobacteria; Gammaproteobacteria 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
383950 Bacteria_16S 
16S ribosomal RNA, partial sequence 2930007 29314 
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2924131 29254 
Streptoc 


occus. 
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e 
cteria; 
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sequence 


, 
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lo 
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sequence 
Rh 


Oceanosp 


cystacea 


ref |NR_024659.1 
69 Streptococcus 


ref|NR_024658.1 
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odobacterales; 


ref|NR_024657.1 
2927022 292847 
irillales; Mari 
ref|NR_024656.1 
56 Terasakiella 
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ref|NR_024655.1 
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R 


n 


Streptococcus peroris 
peroris Bacteria; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Terasakiella pusilla 


pusilla Bacteria; 


Oceanobacter kriegii 


kriegii Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

383950 Bacteria_16S 2932699 2932720 69 90 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

383950 Bacteria_16S 2934212 2934233 69 90 gi|219856834|ref|NR_024653.1| Marinobacterium 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

383950 Bacteria_16S 2935720 2935741 69 90 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
383950 Bacteria_16S 2937201 2937222 69 90 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

383950 Bacteria_16S 2947918 2947939 69 90 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

383950 Bacteria_16S 2949408 2949429 69 90 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

383950 Bacteria_16S 2950896 2950917 69 90 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

383950 Bacteria_16S 2952397 2952418 69 90 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

383950 Bacteria_16S 2953895 2953916 69 90 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

383950 Bacteria_16S 2961306 2961327 69 90 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

383950 Bacteria_16S 2962887 2962908 69 90 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

383950 Bacteria_16S 2964436 2964457 69 90 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

383950 Bacteria_16S 2965927 2965948 69 90 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
strain S37 16S ribosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

383950 Bacteria_16S 2967468 2967489 69 90 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

383950 Bacteria_16S 2972050 2972071 69 90 gi|219846942|ref|NR_026534.1| Pseudomonas 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

383950 Bacteria_16S 2973565 2973586 69 90 gi|219846941|ref|NR_026533.1| Pseudomonas 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

383950 Bacteria_16S 2976658 2976679 69 90 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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ridiaceae; Cl 


3046902 30484 
Facklamia. 


NR_026489.1 
05 Vagococcus fluvialis Bacteria; 


NR_026487.1 
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383950 Bacteria_16S 3057246 3057267 69 90 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

383950 Bacteria_16S 3058786 3058807 69 90 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

383950 Bacteria_16S 3063318 3063339 69 90 gi|219846880|ref|NR_026472.1| Sulfitobacter 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

383950 Bacteria_16S 3064861 3064882 69 90 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
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ccus lutrae Bacteria; 


Methylocella palustris 
s Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 

Desulfurella 

urella multipotens 

Desulfurella. 
Desulfurella 

urella propionica 
Desulfurella. 
Desulfurella 

4 Desulfurella 

ulfurellaceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Natronincola 
0 Natronincola 
Natronincola. 
Granulicatella 
3 Granulicatella 
tella. 
Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Ruminobacter 

bacter amylophilus 
Ruminobacter. 
Facklamia ignava ATCC 
eria; Firmicutes; 


’ 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Aquamicrobium defluvii 
defluvii Bacteria; 
um. 


NR_026442.1 


Rhodovulum robiginosum 


3107102 3108515 Rhodovulum robiginosum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 


383950 Bacteria_16S 
strain N1 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 


halotolerans DSM 
Bacteria; 


antarctica strain 


antarctica Bacteria; 


Psychromonas. 


383950 Bacteria_16S 
intermedius strain TF2 1 


Bacteria; 


oxalaticus strain 


Bacteria; 


denitrificans Bac 
Hyphomicrobium. 


383950 Bacteria_16S 
methylovorum strain DSM 
methylovorum Bacteria; 


Hyphomicrobium. 


383950 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


383950 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


383950 Bacteria_16S 


salinarius strain 
salinarius Bacter 


383950 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


383950 Bacteria_16S 


strain A901/1 16S 


deleyianum strain 


Sulfurospirillum 


Campy lobacteracea 


383950 Bacteria_16S 
617-93 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


383950 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


383950 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


383950 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


383950 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


383950 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


383950 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


383950 Bacteria_16S 


Proteobacteria; 
383950 Bacteria_16S 


Proteobacteria; 
383950 Bacteria_16S 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 
oxalivorans Bacteria; 
383950 Bacteria_16S 


Firmicutes; 
383950 Bacteria_16S 
denitrificans strain DSM 


3109703 3109724 69 
RNA, 


3112711 3112732 69 
11383 1 


3117326 3117347 69 
star-1 
3118841 3118862 69 
6S ribosomal RNA, 
3121837 3121858 69 
Firmicutes; 


3123384 3123405 69 
RAOx1 


Bacillales; 
3124880 3124901 69 


teria; 


3126369 3126390 69 


3127838 3127859 69 

ZV-622 
ia; 
3129326 3129347 69 
n IFAM 
ria; 


3130865 3130886 69 
SG3903 
ia; Firmicutes; 
3132238 3132259 69 
n LMG 1 
ria; 


3135223 3135244 69 
3138251 3138272 69 
Spiril 


e; Sulfurospirillum. 


3141258 3141279 69 


lales Family XI. 
3142817 3142838 69 


S ribosomal RNA, partial sequence 


lales; Bacillales Family 
3144299 3144320 69 
16S ribosomal 
acteria; 
3150364 3150385 69 
DSM 38 
ia; 
3154975 3154996 69 
SM 765 
tes; Clostridia; 
3156568 3156589 69 
n DSM 6115 16S 
115 Bacteria; Firmicutes; 
3158149 3158170 69 
DSM 40 
ia; Firmicutes; 
3159666 3159687 69 


Bacillales; 


Clostridia; 


Clostridiales; 


Clostridia; 


90 


complete sequence 
Rhodobacterales; 


90 


6S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


90 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


90 


complete sequence 31176 
Alphaproteobacteria; Rhodospiri 


90 


90 


16S ribosomal RNA, partial sequence 31221 
Paenibacillaceae; Aneurinibacil 


90 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


90 


5458 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


90 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


90 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


90 


16S ribosomal RNA, partial sequence 
Halanaerobiales; 


90 


1892 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


90 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 


Rhodobacterales; 


90 


lum 5175 16S ribosomal RNA, partial seque 
deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


90 


3140051 3141558 Gemel 


Incertae Sedis; Gemel 


90 


XI. 
90 


RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; 


90 


02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


90 


16S ribosomal RNA, partial sequence 315 
Peptococcaceae; 


90 


ribosomal RNA, partial 
Clostridia; 


90 


24 16S ribosomal RNA, partial sequence 
Clostridiales; 


90 


Paenibacillaceae; 


Incertae 


gi|219846849 
3108566 31099 
Rhodobacter 
219846847 
31115 


gi 


gi|219846844 


gi|219846843 
llales; 


gi| 219846841 


gi|219846840 


219846839 
sequence 
Rhiz 


gi 


219846838 
sequence 
Rhizo 


gi 


gi|219846837 
Rhizobi 
219846836 
sequenc 
Rhizob 


gi 


gi| 219846835 
Hal 
219846834 
sequence 
Rhizob 


gi 


gi|219846832 
3134094 31355 
Rhodobacter 


gi| 219846830 


gi|219846828 
la. 
gi|219846827 
3141609 31431 
Sedis; 
219846826 
31431 
R 
219846822 


gi 


gi 


Chromat 
219846819 
37 


gi 


219846818 
sequence 
Clostridia 
219846817 


gi 


gi 


Lachn 


ref 


ref 
173 


ref 
3 


Alteromonadales; 


ref 
80 3 


ref 
3 


Aneurinibacillus 


ref 
913 
lus 

ref 


Ww 


ref 
3 


ref 
3 


ref 
e 3 


ref 


Ww 


ref 


Ww 


ref 


ref 
nce 


ref 


ref 


ref 


69 3 


ref 


Ww 


ref 
64 3 


ref 
3 
les; 
ref 
3 


gi|219846816 


arcachonense strain F1IF6 16S ribosomal RNA, partial sequence 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Sulfurospirillum. 


ref 


Ww 


Desulfobacterac 


Acetobacteraceae 


obiales; 


biales; 


ales; 


iales; Hyphomicr 


obacteroidaceae; 


iales; 


la bergeri Bacte 


hodobacteraceae 


iales; 


Desulfosporosinu 


ospiraceae. 


NR_026441.1 


Rhodovulu: 
NR_026439.1 
112988 Desulf 


NR_026436.1 
116131 311762 
Psychr 


NR_026435.1 
119160 Glucon 


NR_026433.1 
120644 312214 


NR_026432.1 
123687 Ammoni 
group; Ammon 
NR_026431.1 
123738 312518 
Hyphomi 


NR_026430.1 
125234 312665 
Hyphomic 


NR_026429.1 
126704 312814 
Hyphomicro 
NR_026428.1 
128192 312961 


27.1 
4 


NR_0264 
129667 31310 


NR_026426.1 
131100 313253 
Phyllobac 


NR_026424.1 


Paracoccu 
NR_026422.1 
313708 


NR_026420.1 
NR_026419.1 


NR_026418.1 
144565 Sulfit 
7 


NR_026414.1 
149167 315062 
Chromatia 
NR_026411.1 
155274 Desulf 


NR_026410.1 
155325 315690 
Peptococcac 
NR_026409.1 
156952 315844 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
aceae; 


m. 

Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 

Psychromonas 
9 Psychromonas 
omonadaceae; 


Gluconacetobacter 
acetobacter intermedius 
; Gluconacetobacter. 

Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 

Ammoniphilus 
philus oxalaticus 
iphilus. 

Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
aceae; 


s. 
Sulfurospirillum 
4 3138514 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 
Desulfosporosinus 
osporosinus orientis 
Ss. 
Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Desulfotomaculum 
6 Desulfotomaculum 


NR_026408.1 
158497 315992 


Sulfurospirillum 
9 Sulfurospirillum 


383950 Bacteria_16S 


thiophila strain 
Bacteria; 


Antarctobacter. 


383950 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
383950 Bacteria_16S 


strain YH-15 16S 
Firmicutes; 


radiophilus Bacte 


383950 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


383950 Bacteria_16S 


strain DSM 3963 1 


Deinococcus-Thermus; 
383950 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; 


strain ATCC 70062 
Firmicutes; Lacto 


383950 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


383950 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


383950 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


383950 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


thoraltensis stra 
Bacteria; Firmicu 


383950 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


383950 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


383950 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


383950 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


383950 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


383950 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


383950 Bacteria_16S 


strain TagT2C 16S 
Proteobacteria; A 


Proteob 
383950 Bacteria_16S 
heliothermus stra 
heliothermus Bact 


Lacto 
383950 Bacteria_16S 
radiophilus strai 


G 
383950 Bacteria_16S 


3161190 3161211 69 90 gi 


3162627 3162648 69 90 gi 
in EL-219 16S ribosomal RNA, partial s 


3164090 3164111 69 90 gi 
172 16S ribosomal RNA, partial sequenc 


3165654 3165675 69 90 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
3167161 3167182 69 90 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3170193 3170214 69 90 gi 
ain DSM 20540 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; 
3171710 3171731 69 
6S ribo 
Deinococci; Deinococcales; 
3173245 3173266 69 90 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3180783 3180804 69 90 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3197776 3197797 69 90 gi 
RB16-17 
a; Prot 


gi 


90 gi 


Deinoco 
gi 


3199258 3199279 69 90 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


3205208 3205229 69 90 
ibosomal RNA, partial sequence 
rochaetales; 
3209708 3209729 69 


gi 


90 gi 
Sphingomonadales; 
3211200 3211221 69 90 gi 


Sphingomonadales; 

3217273 3217294 69 90 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3227872 3227893 69 90 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3229373 3229394 69 90 gi 


ridia; Clostridiales; Clostridiales Fa 
3230831 3230852 69 90 gi 


ridia; Clostridiales; Clostridiales Fa 
3232357 3232378 69 90 gi 


ridia; Clostridiales; Clostridiales Fa 
3233923 3233944 69 90 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3235447 3235468 69 90 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3240097 3240118 69 90 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 


383950 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 


eria; Proteobacteria; Alphaproteobacte 


3164429 31659 


Deinococci; 


somal RNA, partial sequence 3170548 31720 


3172065 31735 


16S ribosomal RNA, partial seq 
eobacteria; Alphaproteobacteria; 


3204032 32054 
Spirochaetaceae; Treponema. 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 


3226672 32281 


16S ribosomal RNA, partial sequence 3228194 32296 


16S ribosomal RNA, partial sequence 3229651 32311 


16S ribosomal RNA, partial sequence 3231181 32326 


3238968 32403 


219846815 
ce 31599 
omonadales 
219846814 
equence 

ria; Rhodo 


ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromona 
ref|NR_026406.1 
161511 316291 
bacterales; Rho 


Ww 


219846813 
e 31629 
hodobacter 
219846812 


ref |NR_026405.1 
61 3164378 Roseo 
aceae; Roseovar 
ref |NR_026404.1 
45 Lactobacillus 
illus. 
219846810 
sequence 
Deinococca 
219846808 
al sequenc 
; Deinococ 
219846807 


ref |NR_026402.1 
165996 316746 
les; Deinococcac 
ref |NR_026400.1 
e 3169032 317049 
cales; Deinococc 


ref |NR_026399.1 


Ww 


eino 
ref 


ccaceae; D 
219846806 


coccus. 
NR_026398.1 


Thiorhodococcu 
ref |NR_026393.1 
83 3181087 Fackla 


matiaceae; 
219846801 
31795 


219846790 NR_026382.1 
uence 196654 319807 
Sphingomonadales; Sphing 


ref 


Ww 


v 


219846789 
ial sequen 
cteria; Rh 


ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 
219846785 


ref |NR_026377.1 


219846782 |ref|NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref|NR_026368.1 
71 3217589 Strept 
occus. 
ref|NR_026361.1 


Sphingomon 
219846781 


Sphingomon 
219846776 
ence 32160 
; Streptoc 
219846769 


ibri 
ref 


onaceae; V 
219846768 


Oo. 
NR_026360.1 


mily XI. I 
219846767 


ncertae Sedis; A 
ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacte 


mily XI. I 
219846766 


mily XI. I 
219846765 
quence 

hlamydiace 
219846764 
ence 32342 
phomonadac 
219846761 


obacterace 


3241534 3241555 69 90 gi 
ibosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


d 


d 


Vv 
i 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 

Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Lactobacillus kunkeei 
kunkeei Bacteria; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Si 


Facklamia hominis 
mia hominis Bacteria; 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Magnetospirillum 
3 Magnetospirillum 


Rhodospirillaceae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Streptococcus 
ococcus thoraltensis 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Anaerococcus octavius 


00 Anaerococcus octavius Bacteria; 


naerococcus. 
Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Parachlamydia 

7 Parachlamydia 

a. 

Thermosyntropha 
syntropha lipolytica 
opha. 

Xanthobacter tagetidis 


tagetidis Bacteria; 
r. 


219846760|ref|NR_026352.1 


Thermobrachium. 


Thermobrachium celere 


3240430 3241833 Thermobrachium celere Bacteria; 


383950 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


383950 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


383950 Bacteria_16S 


strain LMG 2142 1 


Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 


australicum strai 
australicum Bacte 


383950 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


383950 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


383950 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; G 


383950 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


383950 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


383950 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


383950 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


383950 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


383950 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


383950 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


383950 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


383950 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


383950 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


383950 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


383950 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


383950 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


383950 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


383950 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


383950 Bacteria_16S 


strain B 16S ribo 
Clostridia; Clost 


3246185 3246206 69 
osomal RNA, partial sequence 


90 gi 


ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3268543 3268564 69 90 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3271648 3271669 69 90 gi 

16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3273186 3273207 69 90 gi 

16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3274696 3274717 69 90 gi 


ridia; Clostridiales; Eubacteriaceae; 
3276205 3276226 69 90 gi 
ridia; Clostridiales; Eubacteriaceae; 

3277724 3277745 69 90 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3279233 3279254 69 90 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3280752 3280773 69 90 gi 


ridia; Clostridiales; Eubacteriaceae; 

3282271 3282292 69 90 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283795 3283816 69 90 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285320 3285341 69 90 gi 


ridia; Clostridiales; Eubacteriaceae; 
3286833 3286854 69 90 gi 


383950 Bacteria_16S 


la 


io 


E 


E 


Eu 


Ac 


eq 
le 


qu 


es 


Ac 


s 
ia 


qu 
es 


Ac 


les; 


nell 


3 
nter 


3 
nter 


bact 


etob 


uenc 
S; E 


ence 
Eu 


v 


etob 


eque 
les; 


ence 
Eu 


’ 


etob 


219846757 
3244997 32464 


3265947 32672 


Leg 


219846742 
3267345 32688 


acea 


219846740 


2704 
obac 


219846739 


2719 
obac 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


eriu 


219846737 
6S ribosomal RNA, partial sequence 3275046 32765 


acte 


219846736 


e 
ubac 


219846735 


bact 


219846734 
6S ribosomal RNA, partial sequence 3279583 32810 


acte 


219846733 


nce 
Eub 


219846732 


bact 


219846731 
6S ribosomal RNA, partial sequence 3284145 32856 


acte 


219846730 
16S ribosomal RNA, partial sequence 3285670 32871 


ref|NR_026349.1| Listeria grayi strain 
22 Listeria grayi Bacteria; Firmicutes; 


riaceae; Listeria. 
3249152 3249173 69 90 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
bosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
3262556 3262577 69 90 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
6S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
3264079 3264100 69 90 gi| 219846745 |ref|NR_026337.1| Pedomicrobium 
n IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
3265598 3265619 69 90 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
osomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
3267126 3267147 69 90 gi| 219846743 |ref|NR_026335.1| Legionella drancourtii 


94 Legionella drancourtii LLAP12 
ionellaceae; Legionella. 
ref|NR_026334.1| Legionella lytica 
25 Legionella lytica Bacteria; 
e; Legionella. 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shigella. 
ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 
m. 
ref|NR_026329.1| Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetobacterium. 
ref |NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 
3282621 328409 
eriaceae; Acetobacterium. 
ref |NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
rium. 
ref |NR_026322.1| Clostridium pascui 
40 Clostridium pascui Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 

Acetobacterium 
2 Acetobacterium 


Acetobacterium 
0 Acetobacterium 
tobacterium. 

Acetobacterium 
4 Acetobacterium 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
3288362 3288383 69 90 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
irae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 
3297545 3297566 69 90 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
M 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
tes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
3299072 3299093 69 90 gi|219846722|ref|NR_026314.1| Blautia 
strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 
3300580 3300601 69 90 gi| 219846721 |ref|NR_026313.1| Methylophaga 
ain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
teria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
3302112 3302133 69 90 gi|219846720|ref|NR_026312.1| Blautia schinkii 
somal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
ridiales; Blautia. 
3303681 3303702 69 90 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 


strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 


Firmicutes; Bacil 


lales; Salinicoccus. 


383950 Bacteria_16S 3305266 3305287 69 90 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

383950 Bacteria_16S 3306806 3306827 69 90 gi|219846717|ref|NR_026309.1| Lactobacillus oris 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

383950 Bacteria_16S 3308286 3308307 69 90 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

383950 Bacteria_16S 3309748 3309769 69 90 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

383950 Bacteria_16S 3312696 3312717 69 90 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

383950 Bacteria_16S 3315771 3315792 69 90 gi|219846710|ref|NR_026302.1| Spirochaeta africana 


strain Z-7692 16S 
Spirochaetes; Spi 


383950 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


383950 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


383950 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


383950 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


383950 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


383950 Bacteria_16S 


halophilus strain 
halophilus Bacter 


383950 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


383950 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


383950 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

3317296 3317317 69 90 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

3318815 3318836 69 90 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3320339 3320360 69 90 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


Spirochaet 


gi 
Spirochaet 
gi 


et 


ct 


3323368 3323389 69 90 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3353781 3353802 69 90 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3361594 3361615 69 90 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3363161 3363182 69 90 gi 


al 
er 


gi 
H 


se 
e; 


383950 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


383950 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


383950 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


383950 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


383950 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


383950 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


383950 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


383950 Bacteria_16S 


lales; Bacillaceae; Salimicrobium. 

3373669 3373690 69 90 gi|219846668|ref|NR_026260.1 
DSM 6640 16S ribosomal RNA, partial sequence 3372496 33739 
a; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 

3375187 3375208 69 90 gi| 219846667 |ref|NR_026259.1 
6S ribosomal RNA, partial sequence 3374001 33754 
ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

3376737 3376758 69 90 gi|219846666|ref|NR_026258.1 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial se 


Halanaerobiaceae; Halanaerobium. 

3382874 3382895 69 90 gi 
ATCC 33146 16S ribosomal RNA, complete 
ia; Proteobacteria; Gammaproteobacteria; 
3384412 3384433 69 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3385938 3385959 69 90 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


ci 


1 


3387411 3387432 69 90 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3388924 3388945 69 90 gi 


H 


2198467 
3316113 33175 


2198467 
3317638 33191 


ia; 


3314589 33160 


a. 


09 


a. 


08 


a. 


219846706 
eq 


uence 
eria; 


219846704 
sequenc 
obactera 


219846682 
3352589 33540 
alomonad 
219846676 


quence 


219846661 
sequence 
Thiotri 


219846660 


33832 
ricketts 


219846659 


sequence 


7 Oceano 


219846658 


33862 


16S ribosomal RNA, partial sequence 3387742 33891 


ammaproteobacteria; Chromatiales; Chro 
3391878 3391899 69 90 gi 


ma 


tiaceae; 


219846651 


6S ribosomal RNA, partial sequence 3390715 33921 


obacteriales; Fusobacteriaceae; Propioni 


genium. 


3419048 3419069 69 90 gi 


219846632 


frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 


Oc 


Marinoc 
219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


alomonad 
219846653 


ref 


ref 


ref 
3319157 33206 
eano 


ref 
e 3322195 33236 
les; Thermoanae 


ref 
acea Halomona 
ref 

3360383 33619 


occus 
ref 


e; 


ref 
3381669 33831 
chales; Pisciri 


ref 
08 3384695 Methy 
iaceae; Methylo 
ref 

3384746 33861 
spirillales; Ha 


ref 
19 3387691 Halom 
aceae; Halomona 
ref 
Rhabdochromati 
ref 


ref 


NR_026301.1 
87 Spirochaeta alkalica Bacteria; 


NR_026300.1 
06 Spirochaeta asiatica Bacteria; 


NR_026298.1 
spirillales; 


NR_026296.1 


NR_026274.1 
83 Halomonas desiderata Bacteria; 


NR_026268.1 


NR_026267.1 
41 Salimicrobium 


NR_026253.1 


NR_026252.1 


NR_026251.1 


NR_026250.1 
NR_026245.1 
93 Rhabdochromatium marinum Bacteria; 


NR_026243.1 
40 Propionigenium maris Bacteria; 


NR_026224.1 


3 


’ 


7 
r 


s 


0 


5 


q 


5 
c 


af 
P. 
6 
1 


lo} 
s 


Uo 


62 Spirochaeta africana Bacteria; 


Spirochaeta alkalica 


Spirochaeta asiatica 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Halomonas desiderata 


Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Orenia marismortui 


76 Orenia marismortui Bacteria; 


Halanaerobium 
uence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Chromohalobacter 

8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Rhabdochromatium 


m. 
Propionigenium maris 


Gluconobacter 


3417892 3419367 Gluconobacter 


frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconobacter. 


383950 Bacteria_16S 
rubra strain ATCC 
Proteob 
Pseudoalteromonas. 
383950 Bacteria_16S 
in NCIMB 8614 16S ribosomal RNA, parti 
Gammaproteobacte 


Bacteria; 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


383950 Bacteria_16S 
ain NCIMB 1893 16S ribosomal RNA, part 
Gammaproteobact 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


383950 Bacteria_16S 
rain ATCC 12662 16S ribosomal RNA, par 
Pseudoalteromonas ca 


carrageenovora st 


Pseudoalteromonad 


383950 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria 
Pseudoalteromonas 


383950 Bacteria_16S 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


383950 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


radioresistens DS 
Bacteria; Proteob 


DSM 2403 16S ribo 
Proteobacteria; G 


strain DSM 6964 1 
Proteobacteria; G 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


383950 Bacteria_16S 
DSM 30007 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria 
383950 Bacteria_16S 
ain DSM 10703 16S ribosomal RNA, parti 
Clostridia; 


baumannii strain 
baumannii Bacteri 


acetireducens str 
acetireducens Bac 


383950 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


strain DSM 1785 1 
Firmicutes; Clost 


383950 Bacteria_16S 
in DSM 2377 16S ribosomal RNA, partial 
Deltaproteobacte 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


383950 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


383950 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


383950 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


383950 Bacteria_16S 
train DSM 5847 16S ribosomal RNA, part 
Clostridia; 


homopropionicum s 
homopropionicum B 


3420602 3420623 69 


3422080 3422101 69 
eria; Proteobacteria; 


3423564 3423585 69 
teria; Proteobacteria; 


3425047 3425068 69 


aceae; Pseudoalteromonas. 
3426525 3426546 69 


v 


3428006 3428027 69 


3429486 3429507 69 
16S ribosomal RNA, partial 


3437988 3438009 69 


3439498 3439519 69 


3441007 3441028 69 


3442517 3442538 69 


eria; Proteobacteria; 


3444026 3444047 69 


3483616 3483637 69 
teria; Firmicutes; 
3489856 3489877 69 


3501831 3501852 69 
ridia; Clostridiales; 
3521592 3521613 69 


eria; Proteobacteria; 


3526093 3526114 69 
ridia; Clostridiales; 
3527654 3527675 69 

rain DSM 3847 16S ribosomal 
cteria; Firmicutes; 
3529195 3529216 69 
ridia; Clostridiales; 
3530690 3530711 69 


acteria; Firmicutes; 


383950 Bacteria_16S 


3532222 3532243 69 


DSM 316 16S ribosomal RNA, partial sequence 


Clostridia; Clost 


ridiales; Clostridiaceae; 


ammaproteobacteria; Alteromonadales; 
383950 Bacteria_16S 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
383950 Bacteria_16S 


Clostridia; 


90 gi 


29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


90 gi 


90 gi 


90 gi 


90 gi 


90 gi 


90 gi 
sequence 


90 gi 


90 gi 


somal RNA, partial sequence 3438312 3439771 Aci 
ammaproteobacteria; Pseudomonadales; M 
383950 Bacteria_16S 


90 gi 


6S ribosomal RNA, partial sequence 3439822 344 
ammaproteobacteria; Pseudomonadales; Mor 
383950 Bacteria_16S 
in DSM 6962 16S ribosomal RNA, 


90 gi 


90 gi 
complete 


90 gi 


90 gi 
90 gi 


90 gi 


90 gi 


90 
RNA, 


gi 
90 gi 
90 gi 


90 gi 


3531057 3532455 Sarcina maxima Bacteria; 
Sarcina. 


s 


complet 
Gammaproteobacte 


Clostri 


compl 
Clostr 


Clost 


219846631 
en 
nadales; 
219846630 
al 
ria; 
219846629 
ia 
er 


219846628 
ti 


219846627 
equence 


219846626 
equence 


, 


219846625 
34282 


219846618 
ence 34368 
nadales; 
219846617 


oraxella 
219846616 
12 
axella 
219846615 
e sequen 
ria; Pse 


219846614 
sequence 

; Pseudomo 
219846587 
al sequenc 
diales; Cl 
219846583 


6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales 
383950 Bacteria_16S 


; Desulfur 
219846575 


6S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


Clostridiu 
219846562 
sequence 
ria; Desul 


219846559 


6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiaceae; 


Clostridiu 
219846558 
ete sequen 
idiales; C 
219846557 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


Clostridiu 
219846556 
ial sequen 
ridiales; 

219846555 


ce 34194 
P 


sequenc 
Alter 


1 sequen 
ia; Alte 


al seque 
rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Alteromon 


Alteromo 


hewanellac 


M 
ne 
ce 
ce 


ce 
ud 


ref 


ref 


omon 


ref 


romo 


ref 


nce 


ref 


adal 


ref 


nada 


ref 


eae; 
ref 


orax 
ref 
toba 
ae; 

ref 


ae; 
ref 


omon 


ref 


nada 
ref 


ostr 
ref 


omon 
ref 


mM. 


furo 


ref 


m. 
ref 


lost 
ref 


m. 
ref 


Clos 


seud 


e 3420894 342232 
Pseu 


ce 3422380 34238 


3425334 34 


3426820 34 


93 3429730 Sh 


03 3438261 Acine 


80 Acinetobacter 


3441331 34427 


3442841 34442 


e 34824313 


25 Desulfuromusa 


monadal 


ce 3526458 3 


ce 3529546 353100 
tridiaceae; 


NR_026223.1 


18 3420843 Pseudo 
oalteromonad 


NR_026222.1 
adales; 


NR_026221.1 
al 
nadales; Ps 
NR_026220.1 

342386 


NR_026219.1 
2676 
es; Pseudoal 
NR_026218.1 
2824 
les; Pseudo 
NR_026217.1 
ewa 
Shewanella 
NR_026210.1 
it 
ellaceae; Ac 
NR_026209.1 
cter lwoffii 
Acinetobacte 
NR_026208.1 


Acinetobacte 
NR_026207.1 
9 
adales; Mor 
NR_026206.1 
9 
les; Moraxel 
NR_026179.1 
48393 
idiaceae; Cl 
NR_026175.1 
adaceae; Des 
NR_026167.1 


NR_026151.1 


NR_026150.1 
52796 
ridiaceae; C 
NR_026149.1 


NR_026148.1 


ref 


e 


a 


n 


a 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

aan 
Acinetobacter junii 
junii Bacteria; 

r. 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Clostridium 

2 Clostridium 
ostridium. 
Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Clostridium 

8 Clostridium 
lostridium. 
Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 


NR_026147.1 


Sarcina maxima strain 
Firmicutes; 


383950 Bacteria_16S 3533668 3533689 69 90 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 


383950 Bacteria_16S 3535220 3535241 69 90 gi|219846553|ref|NR_026145.1] Bacillus 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 3536787 3536808 69 90 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 


strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
383950 Bacteria_16S 3538343 3538364 69 90 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 
383950 Bacteria_16S 3539914 3539935 69 90 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 
383950 Bacteria_16S 3543041 3543062 69 90 gi|219846548|ref|NR_026140.1| Bacillus clausii 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 
383950 Bacteria_16S 3544597 3544618 69 90 gi|219846547|ref|NR_026139.1| Bacillus pseudofirmus 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 


383950 Bacteria_16S 3546153 3546174 69 90 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 3550748 3550769 69 90 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

383950 Bacteria_16S 3552282 3552303 69 90 gi|219846542|ref|NR_026134.1| Caloramator indicus 


strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
383950 Bacteria_16S 3553815 3553836 69 90 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
383950 Bacteria_16S 3555346 3555367 69 90 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 


383950 Bacteria_16S 3558528 3558549 69 90 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

383950 Bacteria_16S 3560008 3560029 69 90 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

383950 Bacteria_16S 3561523 3561544 69 90 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

383950 Bacteria_16S 3563043 3563064 69 90 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
383950 Bacteria_16S 3564529 3564550 69 90 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

383950 Bacteria_16S 3566009 3566030 69 90 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

383950 Bacteria_16S 3567515 3567536 69 90 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

383950 Bacteria_16S 3569020 3569041 69 90 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

383950 Bacteria_16S 3570473 3570494 69 90 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 
383950 Bacteria_16S 3575019 3575040 69 90 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

383950 Bacteria_16S 3576586 3576607 69 90 gi|219846525|ref|NR_026117.1| Legionella feeleii 
strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
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383950 Bacteria_16S 3597957 3597978 69 90 gi|219846509|ref|NR_026101.1] Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

383950 Bacteria_16S 3599507 3599528 69 90 gi|219846508|ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

383950 Bacteria_16S 3601084 3601105 69 90 gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 

383950 Bacteria_16S 3604134 3604155 69 90 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 

383950 Bacteria_16S 3605680 3605701 69 90 gi|219846503|ref|NR_026095.1| Capnocytophaga 
sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 3604483 3605971 Capnocytophaga 
sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Capnocytophaga. 

383950 Bacteria_16S 3607217 3607238 69 90 gi|219846502|ref|NR_026094.1| Capnocytophaga 
gingivalis strain ATCC 33624 16S ribosomal RNA, partial sequence 3606022 3607474 Capnocytophaga 
gingivalis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
383950 Bacteria_16S 3610191 3610212 69 90 gi|219846499|ref|NR_026091.1| Planococcus kocurii 
strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 3610400 Planococcus kocurii Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

383950 Bacteria_16S 3611673 3611694 69 90 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

383950 Bacteria_16S 3613148 3613169 69 90 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

383950 Bacteria_16S 3614703 3614724 69 90 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 

383950 Bacteria_16S 3619179 3619200 69 90 gi|219846493|ref|NR_026085.1| Fusobacterium 
periodonticum strain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
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3631174 3631195 69 90 gi|219846485|ref|NR_026077.1| Geobacter pelophilus 
ibosomal RNA, partial sequence 3629961 3631435 Geobacter pelophilus Bacteria; 
Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
3632699 3632720 69 90 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
ibosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 
Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
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3658619 3658640 69 90 gi|219846466|ref|NR_026058.1| Shewanella 
in ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
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strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostr 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

383950 Bacteria_16S 3717533 3717554 69 90 gi|219846425|ref|NR_026016.1 
strain E-37 16S ribosomal RNA, partial sequence 3716418 3717790 Sagittula 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sagittula 
383950 Bacteria_16S 3719055 3719076 69 90 gi|219846424|ref|NR_026015.1 
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strain 2585 16S ribosomal RNA, complete sequence 3719395 37209 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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64 Gelidibacter 


36953 
ales; Pa 


ibri 
ref 


aceae; V oO. 


NR_025983.1 


ref |NR_025982.1 


Geobacteraceae; Geobacte 
ref|NR_025979.1 
3764125 376551 
Peptococcaceae; 
ref|NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025971.1 
3774462 377592 
Mycoplasma. 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


quence 
diales; 


ce 37729 
onadales 


nce 
ataceae; 


e 37759 
acterale 


219846375 


ref 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Gelidibacter algens 


algens Bacteria; 


Clostridium septicum 
idium septicum Bacteria; 


Sagittula stellata 


stellata Bacteria; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Bacillus 
9 Bacillus 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


an 

Desulfotomaculum 

6 Desulfotomaculum 
Desulfotomaculum. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Mycoplasma 

7 Mycoplasma 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


NR_025966.1 


Mycoplasma 


leopharyngis strain LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycoplasma leopharyngis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


383950 Bacteria_16S 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
383950 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


strain PU 16S rib 
Tenericutes; Moll 
Alphaproteobacter 


strain S51-W 16S 


Proteobacteria; G 


strain UPM-Ca7 16 


strain B62 16S ri 
Proteobacteria; G 


383950 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


383950 Bacteria_16S 


allosaccharophila 
allosaccharophila 
Aeromonas. 


383950 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


383950 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


383950 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


ATCC 35205 16S ri 
Firmicutes; Clost 


3787750 3787771 69 


3789241 3789262 69 


3796797 3796818 69 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
383950 Bacteria_16S 


3801291 3801312 69 


3810387 3810408 69 
bosomal RNA, 
ammaproteobacteria; 
3811986 3812007 69 
£3 16S r 
tes; Lactobacillales; 
3813542 3813563 69 
strain 
Bacteria; 
3816614 3816635 69 
rain R3 


cteria; Proteobacteria; 


3818138 3818159 69 


3824287 3824308 69 
Bacteria; 


3825818 3825839 69 
16S ribosomal RNA, 


3830361 3830382 69 


ridia; Clostridiales; 


383950 Bacteria_16S 
strain C-1 16S ribosomal RNA, partial sequence 


3836236 3836257 69 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
383950 Bacteria_16S 
complete sequence 

Pseudomonadales; 


ibosomal RNA, partial sequence 
Carnobacteriacea 


CECT 4199 16S ribosomal RNA, p 
Proteobacteria; 


16S ribosomal RNA, partial seque 


16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
383950 Bacteria_16S 
strain 536 16S ribosomal RNA, 
Proteobacteria; 


complete sequence 
acteria; Gammaproteobacteria; Pasteure 
383950 Bacteria_16S 
bosomal RNA, partial sequence 


90 gi|219846372 


90 gi|219846371 


3788062 3789489 Ehrli 
ia; Rickettsiales; Anaplasmataceae; Eh 
383950 Bacteria_16S 


rlichia. 


90 gi|219846366 


90 gi| 219846362 
ob 


90 gi|219846356 
2 


gi 


se 
90 219846355 
e; 
219846354 
ar 
ba 


90 gi 


Gammaproteobacteria; 


90 219846352 
nce 
ria; 


gi 


Gammaproteobacte 


90 219846351 


38169 


gi 


ob 

219846347 
sequence 

acteria; 


90 gi 
complete 
Gammaproteob 

90 219846346 
38245 
llales; 
gi| 219846342 
3829173 38306 


gi 


90 


Heliobacteriaceae; Heliobacterium. 
90 gi|219846338|ref|NR_025928.1 
3835060 38365 


3786577 37880 


3795600 37970 
olwelliace 


3800153 38015 
acteriac 


3809177 38107 
udomonad 


38107 
Carnoba 


tial sequenc 


Chr 


acterale 


P 


Pa 


ref|NR_025963.1 


ref 
chia 


NR_025962.1 
muris Bacte 
ref|NR_025957.1 
ae; Colwellia. 
ref|NR_025953.1 
75 Mesorhizobium 


eae; Mesorhizobi 
ref|NR_025947.1 


aceae; Pseudomon 
ref|NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025945.1 
e 381232 
Aeromonadales; 


ref |NR_025943.1 
3815400 381690 
omatiales; Halot 


ref|NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref |NR_025938.1 

3823071 382454 
asteurellales; P 


ref|NR_025937.1 
98 3826078 Avibac 
steurellaceae; 
ref|NR_025932.1 


e: 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Carnobacterium 
acterium funditum 


Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 
terium volantium 


Avibacterium. 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Halanaerobium 
erobium lacurosei 
m. 

Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Staphylococcus warneri 


’ 


97 Staphylococcus warneri Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Arcobacter 

cter nitrofigilis 
aceae; Arcobacter. 
Arcobacter 

1 Arcobacter 
Campylobacteraceae; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
383950 Bacteria_16S 3837766 3837787 69 90 gi| 219846337 |ref|NR_025927.1 
strain 62 16S ribosomal RNA, partial sequence 3836584 38380 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
383950 Bacteria_16S 3839312 3839333 69 90 gi|219846336|ref|NR_025926.1 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomi 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiacea 

383950 Bacteria_16S 3842363 3842384 69 90 gi|219846334|ref|NR_025924.1 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halana 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobiu 
383950 Bacteria_16S 3843891 3843912 69 90 gi|219846333|ref|NR_025923.1 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 384417 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
383950 Bacteria_16S 3845431 3845452 69 90 gi|219846332|ref|NR_025922.1 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 38456 

Firmicutes; Bacillales; Staphylococcus. 

383950 Bacteria_16S 3861992 3862013 69 90 gi|219846321|ref|NR_025911.1 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

383950 Bacteria_16S 3869618 3869639 69 90 gi|219846316|ref|NR_025906.1 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcoba 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
383950 Bacteria_16S 3871129 3871150 69 90 gi| 219846315 |ref|NR_025905.1 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 387139 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Arcobacter. 

383950 Bacteria_16S 3872661 3872682 69 90 gi|219846314|ref|NR_025904.1 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 38729 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

383950 Bacteria_16S 3874248 3874269 69 90 gi|219846313|ref|NR_025903.1 
strain ATCC 10379 16S ribosomal RNA, partial sequence 

Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 


Gemella haemolysans 


3873028 3874564 Gemella haemolysans ATCC 10379 


383950 Bacteria_ 
strain RT4. 
Firmicutes; 
383950 Bacteria_ 


Bl 16 
Clost 


16S 3880397 3880418 69 
S ribosomal RNA, 
ridia; 
16S 


Clostridiales; 
3881971 3881992 69 


90 


complete sequence 3879197 38807 
Clostridiaceae; 


90 


thermocopriae str 
thermocopriae Bac 


Thermoanaerobacter. 


383950 Bacteria_16S 


metallireducens s 


ain JT-3 16S ribosomal RNA, partial sequ 
teria; 


Firmicutes; Clostridia; 


3886653 3886674 69 


90 


gi| 219846309 
Caloramato 
219846308 
ence 

Thermoanaerobacte 


gi 


gi|219846305 


Yr. 


ref 
15 Caloramator fervidus Bacteria; 


ref 


rale 


ref 


NR_025899.1 


NR_025898.1 
3880766 388228 
Ss; 


NR_025895.1 
3885428 388697 


Caloramator fervidus 


Thermoanaerobacter 
7 Thermoanaerobacter 


Thermoanaerobacteraceae; 


Geobacter 
3 Geobacter 


metallireducens B 


Geobacter. 
383950 Bacteria_ 
strain F9251 16S 


383950 Bacteria_ 


muriaticus strain 


Bacteria; 
383950 Bacteria_ 


strain OCh 254 16 


383950 Bacteria_ 


oligotrophica strain S58 
oligotrophica Bacteria; P 


383950 Bacteria_ 


strain Gl 16S ribosomal R 


Proteobacteria; 
383950 Bacteria_ 
strain Hk501 16S 
Spirochaetes; 
383950 Bacteria_ 


Ya501 16S ribosomal RNA, partial sequence 
Ss 


Spirochaetales; 
383950 Bacteria_ 


okeanokoites stra 
okeanokoites Bacteria; 


383950 Bacteria_ 


train GS-15 16S ribosomal RNA, partial 


sequence 


Firmicutes; 


Spi 


acteria; Proteobacteria; 


16S 3894369 3894390 69 


16S 3897539 3897560 69 
Lactobacillales; 


16S 3900497 3900518 69 


16S 3912689 3912710 69 


16S 3914101 3914122 69 


16S 3915613 3915634 69 
ribosoma 
rochaeta 
16S 


les; 
3917029 3917050 69 


16S 3931052 3931073 69 
Firmicutes; 


16S 3932594 3932615 69 


Deltaproteobacteria; 


90 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


90 


X-1 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


90 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


90 


16S ribosomal RNA, partial sequence 
roteobacteria; Alphaproteobacter 


90 


NA, partial sequence 


Gammaproteobacteria; Enterobacteriales; 


90 


1 RNA, partial sequence 
Spirochaetaceae; Borrelia; 


90 
39 


pirochaetaceae; Borrelia; Borrelia bur 


90 


in IFO 12536 16S ribosomal RNA, partia 
Bacillales; 


90 


adiacens strain G 


IFU 12706 16S ribosomal RNA, 


Cc 


adiacens Bacteria; 


383950 Bacteria_ 


strain HT31 16S r 
Spi 


Spirochaetes; 
383950 Bacteria_ 


thiocyanatus stra 
thiocyanatus Bact 


Paracoccus. 
383950 Bacteria_ 
strain DM-82 16S 


383950 Bacteria_ 


extorquens strain 
extorquens Bacter 


Methylobacterium. 


383950 Bacteria_16S 
strain BN 126 16S 


Bacteria; 


strain Lhet2 16S 


Firmicutes; 


Lactobacillales; 


16S 3934009 3934030 69 


rochaetales; 


16S 3936891 3936912 69 


16S 3938325 3938346 69 


16S 3939763 3939784 69 


3941222 3941243 69 


3942666 3942687 69 


3944127 3944148 69 


3945586 3945607 69 


3947047 3947068 69 


3948512 3948533 69 


3949968 3949989 69 


TK 0001 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteri 


90 


ibosomal RNA, partial sequence 
Spirochaetaceae; Borrelia. 


90 


in THI 011 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


90 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


90 


90 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobi 
383950 Bacteria_16S 
strain OP 16S rib 


90 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
383950 Bacteria_16S 
organovorum strai 
Proteob 
383950 Bacteria_16S 
strain PW2 16S ri 


90 


n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


90 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
383950 Bacteria_16S 


90 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
383950 Bacteria_16S 
strain KLB 16S ri 


90 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
383950 Bacteria_16S 


90 


strain 101 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 


complete s 


De 


gi|219846299 
3893217 38946 
llaceae; 
219846297 
38963 
Tetrageno 
gi| 219846295 
3899350 39007 


gi 


gi|219846286 
ia; Rhiz 
gi|219846285 
3912908 39143 
Enterobac 
gi| 219846284 
3914434 39158 
Borrelia 
gi| 219846283 
15851 3917216 Borre 
gdorferi g 
219846274 
1 sequence 
caceae; Pl 
gi| 219846272 
omplete sequence 
Carnobacteriaceae 
gi|219846271 
3932829 39341 


gi 


Planococ 


219846268 
sequence 
ria; 


gi 


gi|219846267 
3937190 39385 


219846266 
equence 
a; Rhizobi 


gi 


gi|219846265 
3940082 39414 
aceae; 
gi|219846264 
3941522 39429 
Acetobacte 
219846263 
nce 39429 
rillales; 

gi|219846262 
3944448 39458 
Acetobacte 
gi|219846261 
3945905 39473 
Acetobacte 
gi|219846260 
3947368 39487 
Acetobacte 


gi 


sulf 


ref 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref 
31 3897842 Tetragenococcus muriaticus 
cocc 
ref 
43 Roseibium denhamense Bacteria; 
aceae; Roseibium. 
ref 


obia 
ref 
83 Xenorhabdus poinarii Bacteria; 
teri 
ref 
00 Borrelia tanukii Bacteria; 
bur 
ref 
lia 
roup. 
ref 


anomicrobium. 
ref 


uromonadales 


NR_025889.1 


NR_025887.1 


us. 
NR_025885.1 


NR_025876.1 
3911550 391285 
les; Bradyrh 
NR_025875.1 


aceae; Xenor 
NR_025874.1 


gdorferi gro 
NR_025873.1 
turdi Bacter 


NR_025864.1 
3929851 393132 


NR_025862.1 
3931373 393277 


; Geobacteraceae; 


Bartonella elizabethae 


Tetragenococcus 


Roseibium denhamense 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Xenorhabdus poinarii 


habdus. 
Borrelia tanukii 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Planomicrobium 
2 Planomicrobium 


Granulicatella 
8 Granulicatella 


o 


; Granulicatell 


Rhodobact 


ac 


al 


Afife 
ref 


34 
ra 


85 


Acetobacteraceae 
ref 
54 Acidocella facilis Bacteria; 
race 
ref 


17 


race 
ref 
80 Acidiphilium angustum Bacteria; 
race 


gi|219846259 


ref 
96 Borrelia miyamotoi Bacteria; 


ref 


ref 
74 Paracoccus aminovorans Bacteria; 


ref 


ref 


71 Afifella marina Bacteria; 


ref 


ref 


NR_025861.1 


NR_025858.1 
3935756 393713 
erales; Rhod 


NR_025857.1 


eae; Paracoccu 
NR_025856.1 
3938625 394003 
es; Methylobac 


NR_025855.1 


lla. 
NR_025854.1 
Acidiphilium 
ceae; Acidiphi 
NR_025853.1 
3944397 Acidip 


NR_025852.1 


ae; Acidocel 
NR_025851.1 
Acidiphilium 
ae; Acidiphi 
NR_025850.1 


ae; Acidiphi 


Borrelia miyamotoi 


Paracoccus 
9 Paracoccus 
obacteraceae; 


Paracoccus aminovorans 
Ss. 

Methylobacterium 

1 Methylobacterium 


teriaceae; 


Rhodobium marinum 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidocella facilis 


la. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


lium. 


NR_025849.1 


Acidocella aminolytica 


3948831 3950236 Acidocella aminolytica Bacteria; 


383950 Bacteria_16S 


strain DSS12 16S 


strain DSK1 16S r 


3951502 3951523 69 90 
ribosomal RNA, partial sequence 


gi 


s 
3953060 3953081 69 90 gi 


ibosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

383950 Bacteria_16S 3954538 3954559 69 90 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

383950 Bacteria_16S 3955975 3955996 69 90 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

383950 Bacteria_16S 3958962 3958983 69 90 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

383950 Bacteria_16S 3960496 3960517 69 90 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 3961973 3961994 37 58 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 

383950 Bacteria_16S 3966483 3966504 69 90 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

383950 Bacteria_16S 3967999 3968020 69 90 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

383950 Bacteria_16S 3969500 3969521 69 90 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
383950 Bacteria_16S 3970949 3970970 69 90 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
383950 Bacteria_16S 3975329 3975350 69 90 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

383950 Bacteria_16S 3976743 3976764 69 90 gi|219846241|ref|NR_025831.1| Mycoplana bullata 
strain IAM 13153 16S ribosomal RNA, complete sequence 3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 

383950 Bacteria_16S 3978229 3978250 69 90 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

383950 Bacteria_16S 3980895 3980916 69 90 gi|219846238|ref|NR_025828.1| Rhizobium galegae 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
383950 Bacteria_16S 3982433 3982454 69 90 gi|219846237|ref|NR_025827.1| Bizionia paragorgiae 
strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 3982684 Bizionia paragorgiae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 

383950 Bacteria_16S 3983928 3983949 69 90 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

383950 Bacteria_16S 3985422 3985443 69 90 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

383950 Bacteria_16S 3994314 3994335 69 90 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

383950 Bacteria_16S 3995783 3995804 69 90 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

383950 Bacteria_16S 3997274 3997295 69 90 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

383950 Bacteria_16S 3998768 3998789 69 90 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

383950 Bacteria_16S 4001692 4001713 69 90 gi|219846224|ref|NR_025814.1| Sphingopyxis 


219846258 


3950287 39517 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
383950 Bacteria_16S 


hewanellac 
219846257 


3951843 39533 


flavimaris strain SW-151 16S ribosomal RNA, partial sequence 


ref |NR_025848.1 


Shewanella 
NR_025847.1 


eae; 
ref 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Moritella japonica 


48 Moritella japonica Bacteria; 


4000552 400199 


5 Sphingopyxis 


flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


383950 Bacteria_16S 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
383950 Bacteria_16S 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 
chungwhensis Bacteria; 
383950 Bacteria_16S 

chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 
chungwhensis Bacteria; 


Bacteria; 


Salinimonas. 


383950 Bacteria_16S 


4003241 4003262 69 


4004792 4004813 69 


Firmicutes; 
4006252 4006273 69 


Proteobacteria; 


4009271 4009292 69 


90 


90 


Bacillales; 


90 


Gammaproteobacteria; 


90 


strain 848 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
383950 Bacteria_16S 
strain R22 16S ribosomal 
Proteobacteria; Gammaprot 
383950 Bacteria_16S 
strain KMM 3944 16S ribos 


Bacteroidetes; 


epiphytica strain 


epiphytica Bacteria; 
383950 Bacteria_16S 
thalassocola strain KMM 3907 16S 
thalassocola Bacteria; 


Winogradskyella. 


383950 Bacteria_16S 


strain SW-154 16S 


Flavobacteria; 
383950 Bacteria_16S 


4010805 4010826 69 


4013833 4013854 69 


4015313 4015334 69 


90 


RNA, partial sequence 
eobacteria; Alteromonadales; Idiomarinaceae; 


90 


Flavobacteriales; 


90 


Bacillaceae; 


gi 


gi 


gi 


gi 


gi 


Sphingomonadales; 


219846223 
40020 
Vibrionaceae; 
219846222 


Alteromonadales; 


219846217 
4008054 4009559 Aeromonas mol 
omonadaceae; 
219846216 


ref |NR_025813.1 


ref |NR_025812.1 


ref |NR_025811.1 


ref|NR_025807.1 


Aeromonas. 
ref|NR_025806.1 


Sphingomonadaceae; 


Photobacterium 


46 4003543 Photobacterium lipolyticum 
Photobacterium. 


Pontibacillus 


4003594 4005020 Pontibacillus 
Pontibacillus. 
219846221 


Salinimonas 


4005071 4006477 Salinimonas 
Alteromonadaceae; 


Aeromonas molluscorum 
luscorum Bacteria; 


Idiomarina ramblicola 


4009610 4011068 Idiomarina ramblicola Bacteria; 


gi|2198462 


gi|2198462 


KMM 3906 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
4016792 4016813 69 


Bacteroidetes; 


4018284 4018305 69 


ribosomal RNA, partial sequence 


Flavobacteria; 


90 


90 


Proteobacteria; Gammaproteobacteria; Kangiella. 


383950 Bacteria_16S 


4022914 4022935 69 


90 


gi|2198462 


ribosomal RNA, partial sequence 
Flavobacteria; 


gi|2198462 


gi 


alimentarius strain JG-100 16S ribosomal RNA, partial sequence 


alimentarius Bacteria; 


Psychrobacter. 


383950 Bacteria_16S 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 


Firmicutes; 


Clostridia; 
383950 Bacteria_16S 


Proteobacteria; 
4025876 4025897 69 


Clostridiales; 
4027415 4027436 69 


Gammaproteobacteria; 


90 


90 


gi 


gi 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 


alkenivorans Bacteria; 


Desulfatibacillum. 


383950 Bacteria_16S 


strain SW-120 16S 


strain SW-117 16S 


Bacillales; 


strain R-6540 16S 
Firmicutes; 


strain TF-22T 16S 


Bacillales; 
383950 Bacteria_16S 

stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 
stackebrandtii Bacteria; 
383950 Bacteria_16S 


Proteobacteria; 


4028953 4028974 69 


4030503 4030524 69 


4036645 4036666 69 


4041184 4041205 69 


Bacillus. 
4042642 4042663 69 


Bacillaceae; 
4044174 4044195 69 


Firmicutes; 
4045676 4045697 69 


4047208 4047229 69 


4053139 4053160 69 


Deltaproteobacteria; 


90 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
383950 Bacteria_16S 


90 


ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Alteromonadales; 
383950 Bacteria_16S 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythr 
Bacteria; Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 
R-7190 16S ribosomal RNA, partial sequence 
Bacillaceae; 
383950 Bacteria_16S 


90 


90 


90 


ribosomal RNA, partial sequence 
Bacillus. 


90 


Bacillales; 


90 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
383950 Bacteria_16S 
HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
383950 Bacteria_16S 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 


90 


90 


gi 


gi 


gi 


Sphingomonadales; 
219846196 
4039998 4041459 Ba 


gi 


gi 


gi|219846191 


Planococcaceae; 
219846190 
4044490 40459 


gi 


gi 


gi 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas. 


383950 Bacteria_16S 


4056130 4056151 69 


90 


strain SS20 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


gi 


Flavobacteriales; 


Flavobacteriales; 


4017086 40185 
219846208 
Pseudomonadales; 


219846206 


219846204 
4027757 40292 


219846203 
4029306 40308 


cillus 


219846195 
4041510 40429 


219846185 
4051928 4053458 Pseudo 


219846183 


Idiomarina. 


14|ref|NR_025804.1 


13|ref|NR_025803.1 


12|ref|NR_025802.1 


11]ref|NR_025801.1 


ref|NR_025798.1 


ref|NR_025796.1 


ref|NR_025795.1 
4026183 402770 


ref|NR_025794.1 
Shewanella. 
ref|NR_025793.1 
Shewanella. 
ref|NR_025789.1 
Erythrobacterace 
ref|NR_025786.1 
fordii Bacte 


ref|NR_025785.1 


ref|NR_025781.1 
4042976 404443 

Planococcus. 

ref|NR_025780.1 


Alteromon 


ref|NR_025779.1 


ref |NR_025775.1 


Pseudoalteromonad 


Winogradskyella 


Winogradskyella eximia 


omal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Flavobacteriaceae; 


Winodgradskyella 


4014130 4015556 Winodgradskyella 
Flavobacteriaceae; Winogradskyella. 


Winogradskyella 


4015607 4017035 Winogradskyella 
Flavobacteriaceae; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Psychrobacter 


4021723 4023216 Psychrobacter 
Moraxellaceae; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 
Clostridium. 
219846205 


Desulfatibacillum 
6 Desulfatibacillum 


Desulfobacterales; Desulfobacteraceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 
Shewanellaceae; 
219846199 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
eromonadaceae; 
219846189 
4045996 4047515 Vibrio ezurae Bacteri 


as. 
Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


ref|NR_025773.1 


Halomonas koreensis 


4054980 4056378 Halomonas koreensis Bacteria; 


383950 Bacteria_16S 4057616 4057637 69 90 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

383950 Bacteria_16S 4068217 4068238 69 90 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

383950 Bacteria_16S 4069756 4069777 69 90 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

383950 Bacteria_16S 4072739 4072760 69 90 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

383950 Bacteria_16S 4078862 4078883 69 90 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

383950 Bacteria_16S 4080428 4080449 69 90 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

383950 Bacteria_16S 4086561 4086582 69 90 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

383950 Bacteria_16S 4095614 4095635 69 90 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

383950 Bacteria_16S 4102989 4103010 69 90 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

383950 Bacteria_16S 4104433 4104454 69 90 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

383950 Bacteria_16S 4108994 4109015 69 90 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

383950 Bacteria_16S 4118076 4118097 69 90 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

383950 Bacteria_16S 4119588 4119609 69 90 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

383950 Bacteria_16S 4124267 4124288 69 90 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

383950 Bacteria_16S 4128793 4128814 69 90 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

383950 Bacteria_16S 4130282 4130303 69 90 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

383950 Bacteria_16S 4131790 4131811 69 90 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

383950 Bacteria_16S 4133362 4133383 69 90 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

383950 Bacteria_16S 4134854 4134875 69 90 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

383950 Bacteria_16S 4136368 4136389 69 90 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
383950 Bacteria_16S 4137934 4137955 69 90 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

383950 Bacteria_16S 4141066 4141087 69 90 gi|219846120|ref|NR_025710.1] Spiroplasma 


sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 


sabaudiense Bacte 


ria; Tenericutes; Mollicutes; Entomopl 


asmatales; 


4139871 4141386 Spiroplasma 
Spiroplasmataceae; Spiroplasma. 


383950 Bacteria_16S 
strain HYOS-1 16S 
Tenericutes; Moll 
383950 Bacteria_16S 


strain TN-1 16S 


Tenericutes; Mollicutes; 
383950 Bacteria_16S 
leptinotarsae strain LD- 
leptinotarsae Bacteria; 
383950 Bacteria_16S 

lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 
lampyridicola Bacteria; 
383950 Bacteria_16S 

strain M55 16S ribosomal 
Tenericutes; Mollicutes; 
383950 Bacteria_16S 
strain TABS-2 16S 
Tenericutes; Mollicutes; 
383950 Bacteria_16S 


4142630 4142651 69 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4144196 4144217 69 

ribosomal RNA, partial sequence 
Entomoplasmatales; 
4145763 4145784 69 


90 


90 


90 


Tenericutes; Mollicutes; 
4147328 4147349 69 90 


Tenericutes; Mollicutes; 
4148893 4148914 69 90 
RNA, partial sequence 
Entomoplasmatales; 
4150448 4150469 69 
ribosomal RNA, partial sequence 
Entomoplasmatales; 
4152014 4152035 69 


90 


90 


strain 23-6 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 
383950 Bacteria_16S 
strain CUAS-1 16S 
Tenericutes; Mollicutes; 
383950 Bacteria_16S 


strain AES-1 16S 


Tenericutes; Mollicutes; 
383950 Bacteria_16S 


Entomoplasmatales; 
4153442 4153463 69 90 

ribosomal RNA, partial sequence 
Entomoplasmatales; 
4155007 4155028 69 90 

ribosomal RNA, partial sequence 
Entomoplasmatales; 


4156573 4156594 69 90 


strain EC-1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 
383950 Bacteria_16S 
strain CCH 16S ribosomal 
Tenericutes; Mollicutes; 
383950 Bacteria_16S 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 
alleghenense Bacteria; 
383950 Bacteria_16S 

6S ribosomal RNA, partial sequence 4161641 41 
Flavobacteria; 
383950 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; 


strain BARC 857 1 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
383950 Bacteria_16S 


delicatus strain 


delicatus Bacteria; 


Sulfitobacter. 


383950 Bacteria_16S 


strain KMM 3554 1 
strain 1843-02 16 
Firmicutes; 


nitratireducens s 


grammopterae stra 


grammopterae Bacteria; 
383950 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; 


strain CHPA-2 16S 
Tenericutes; Moll 


383950 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


Entomoplasmatales; 
4159704 4159725 69 90 
RNA, partial sequence 
Entomoplasmatales; 
4161270 4161291 69 90 
Tenericutes; Mollicutes; 
4162818 4162839 69 90 


Flavobacteriales; 
4164301 4164322 69 90 
Entomoplasmatales; 
4165864 4165885 69 90 
strain 
Bacteria; Proteobacteria; 
4167307 4167328 69 

KMM 358 


90 


4168789 4168810 69 90 


4171925 4171946 69 90 
Enterococcaceae; 
4173449 4173470 69 90 
Firmicutes; 
4174982 4175003 69 


Clostridia; 
90 


Tenericutes; Mollicutes; 
4179577 4179598 69 90 


4181135 4181156 69 90 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4185638 4185659 69 90 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 


1B 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 4163118 41 
Tenericutes; Mollicutes; 
383950 Bacteria_16S 


Entomoplasmataceae; 
Cv2803 16S ribosomal RNA, partial 


Deltaproteobacteria; 


4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobactera 


Rhodobacterales; 


Vagococcus. 


Entomoplasmataceae; 


Entomoplasmataceae; 


630 


Flavobacteriaceae; 


219846105 
646 


gi 


219846104 
sequenc 


gi 


gi|219846102 


gi|219846101 


6S ribosomal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; 
383950 Bacteria_16S 
S ribosomal RNA, partial sequence 
Lactobacillales; 
383950 Bacteria_16S 
train Met 79 16S ribosomal RNA, partial 
nitratireducens Bacteria; 
383950 Bacteria_16S 


gi| 219846099 
4170715 41722 


219846098 
sequence 


gi 


Clostridiales; 


gi|219846097 


in GRUA-1 16S ribosomal RNA, partial sequence 
Entomoplasmatales 


gi|219846094 


6S ribosomal RNA, partial sequence 4178357 41798 
Gammaproteobacteria; Alteromonadales; 
383950 Bacteria_16S 


Shewanellac 
gi|219846092 
4179947 41814 


219846086 


gi 


gi|219846119|ref|NR_025709.1 
4141437 41429 
Spiroplasmataceae; Spiroplasma. 
gi|219846118|ref|NR_025708.1 
4143001 41445 
Spiroplasmataceae; Spiroplasma. 
gi|219846117|ref|NR_025707.1 
4144567 414608 
Entomoplasmatales; Spiroplasmata 
gi|219846116|ref|NR_025706.1 
4146134 414764 
Entomoplasmatales; Spiroplasmata 
gi|219846115|ref|NR_025705.1 
4147699 41492 
Spiroplasmataceae; Spiroplasma. 
gi|219846114|ref|NR_025704.1 
4149264 41507 
Spiroplasmataceae; Spiroplasma. 
gi|219846113|ref|NR_025703.1 
4150819 41521 
Spiroplasmataceae; Spiroplasma. 
gi|219846112|ref|NR_025702.1 
4152247 41537 
Spiroplasmataceae; Spiroplasma. 
gi|219846111|ref|NR_025701.1 
4153813 41553 
Spiroplasmataceae; Spiroplasma. 
gi|219846110|ref|NR_025700.1 
4155378 41568 
Spiroplasmataceae; Spiroplasma. 
gi|219846108|ref|NR_025698.1 
4158509 41600 
Spiroplasmataceae; Spiroplasma. 
gi| 219846107 |ref|NR_025697.1 
4160075 416159 
Entomoplasmatales; Spiroplasmatac 
gi|219846106|ref|NR_025696.1 


Al 
ref 


ref 


ref 


rs 


ref 


ref 


ref 

4 
Euba 
ref 

4 
; En 
ref 


eae; 
ref 


ref 


e 4164674 41661 
Desul 


166170 41675 


78 Sulfitobacter 
Rhodobacteracea 


172278 41737 


173799 41752 


gibacter. 
NR_025695.1 


lasma. 
NR_025694.1 
1 
fobacterales 


NR_025692.1 
9 
les; Rhodoba' 
NR_025691.1 


e; Sulfitoba 
NR_025689.1 


NR_025688.1 
4 
cteriaceae; 
NR_025687.1 
8 
tomoplasmata 
NR_025684.1 


Shewanella. 
NR_025682.1 


lasma. 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Algibacter lectus 


67 Algibacter lectus Bacteria; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 
Mesop 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 
Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Garciella 

8 Garciella 

Garciella. 

Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 
Mesop 


NR_025676.1 


Entomoplasma luminosum 


4184459 4185949 Entomoplasma luminosum Bacteria; 


Entomoplasma. 


383950 Bacteria_16S 


strain G3-29 16S 
Proteobacteria; 


strain P43/6/78 1 
Spirochaetes; Spi 


ganghwensis strai 
ganghwensis Bacte 


383950 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


383950 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


383950 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


383950 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


383950 Bacteria_16S 


translucida strai 
translucida Bacte 
Pseudoalteromonas 


383950 Bacteria_16S 
ain KMM 3548 16S ribosomal RNA, partial 
paragorgicola Bacteria; 


paragorgicola str 


Pseudoalteromonas 


383950 Bacteria_16S 


lactatifermentans 
lactatifermentans 


383950 Bacteria_16S 


4187196 4187217 69 
ribosomal RNA, 


4188716 4188737 69 


4196328 4196349 69 


ria; Proteobacteria; 


4197838 4197859 69 


4206788 4206809 69 
acteria; Proteobacteria; 


4208293 4208314 69 


Bacteria; 
ella. 


Firmicutes; 
4209809 4209830 69 
tes; Bacillales; 
4212870 4212891 69 
bosomal RNA, 
lales; Bacillaceae; 
4214405 4214426 69 
ria; Proteobacteria; 


4215960 4215981 69 


Proteobacteria; 


4220546 4220567 69 


Bacteria; Firmicutes; 
4222099 4222120 69 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


383950 Bacteria_16S 


strain 34633 16S 


hispanicus strain 


hispanicus Bacteria; 
383950 Bacteria_16S 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S 


laceae; Anaerobacillus. 
4223544 4223565 69 


4225078 4225099 69 


Firmicutes; 
4231115 4231136 69 


Bacillales; 


90 


partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
383950 Bacteria_16S 


90 


90 


90 


osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 
383950 Bacteria_16S 
train ALEN 2 16S ribosomal RNA, partial 


90 


90 


90 


90 


complete sequence 
Geobacillus. 


90 


90 


90 


Clostridia; 


90 


4220889 4222400 Bacillus 


90 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
383950 Bacteria_16S 
DSM 5352 16S ribosomal RNA, partial sequence 
Salinicoccus. 


90 


90 


gi 


4186000 41874 


gi 


gi 


gi 


4196627 4198008 Anoxybacillus 


gi 


gi 


strain 41 16S ribosomal RNA, partial 


Clostridia; Clostridiales; 


gi 


SF-20 16S ribosomal RNA, partial sequence 
Bacillaceae; 


gi 


4211641 42131 


gi 


gi 


gi 


gi 


gi 


4222451 42238 


gi 


gi 


219846085 


219846084 


6S ribosomal RNA, partial sequence 4187537 41889 
rochaetales; Brachyspiraceae; Brachyspira. 
383950 Bacteria_16S 


219846078 


n JC2044 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219846077 


219846071 


219846070 
sequence 


219846069 


219846067 


219846065 


n KMM 520 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219846064 


219846061 


strain G17 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846060 


219846056 


219846055 


219846048 


Oceanospirillales; 


sequence 


Gammaproteobacteria; Chromatiales; 


Alteromonadales; 


sequence 
Gammaproteobacteria; Alteromonadales; 


ribosomal RNA, partial s 


ref|NR_025675.1 


ref 


NR_025674.1 


ref|NR_025668.1 


rs 


ref|NR_025667.1 


ref |NR_025661.1 


ref |NR_025660.1 
Clostridiales 


ref|NR_025659.1 


ref 


NR_025657.1 


ref|NR_025655.1 


ref|NR_025654.1 
4214764 421626 


ref|NR_025651.1 
4219342 422083 


ref|NR_025650.1 


ref |NR_025646.1 
Afipia. 
ref|NR_025645.1 

4223876 422538 


ref|NR_025638.1 


Clostridiaceae; 


macyae Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 
Vibrio. 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Zooshikella 


195136 4196576 Zooshikella 
Hahellaceae; 


Zooshikella. 
Anoxybacillus gonensis 
gonensis Bacteria; 


Thioalkalivibrio 


4205616 4207035 Thioalkalivibrio 
Ectothiorhodospiraceae; 


Carboxydocella 


4207086 4208540 Carboxydocella 


Family XVI. Incertae 


Lentibacillus 


4208591 4210111 Lentibacillus salicampi 
Lentibacillus. 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Pseudoalteromonas 


4213214 4214713 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Clostridium 

8 Clostridium 
Clostridium. 

Bacillus macyae strain 
Firmicutes; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Salinicoccus 
3 Salinicoccus 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


Leisingera. 


383950 Bacteria_16S 


Peptococcaceae; 
383950 Bacteria_16S 
methylohalidivorans strain MB2 16S ribosomal RNA, partial 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


4232608 4232629 69 


4235640 4235661 69 


Desulfotomaculum. 


90 


90 


strain F2R9 16S ribosomal RNA, partial sequence 


Proteobacteria; 


hispanicum strain 
Bacteria; 


aquaticum strain 
Bacteria; 


strain U 5/41 16S 
Proteobacteria; 


4240156 4240177 69 


4241615 4241636 69 


4243124 4243145 69 


Firmicutes; 
4246145 4246166 69 


485419 485439 69 


Spirochaetes; 


90 


90 


90 


Lactobacillales; 


90 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
383950 Bacteria_16S 
bajacaliforniensis strain BA-2 16S ribosomal RNA, 
bajacaliforniensis Bacteria; 


89 


Spirochaetales; 


gi 


gi 


4234473 42358 
Gammaproteobacteria; Enterobacteriales; 
383950 Bacteria_16S 


gi 


GP34 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
383950 Bacteria_16S 


gi 


GR16 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
383950 Bacteria_16S 
marimammalium strain M54/01/1 16S ribosomal RNA, partial 
marimammalium Bacteria; 
383950 Bacteria_16S 


gi 


gi 


4244934 42463 


gi 


219846047 


219846045 


219846042 


219846041 


219846040 


219722938 


265678728 


sequence 4231451 423288 


4239011 4240418 Methyl 


4240469 4241874 Methyl 


sequence 
Streptococcaceae; 


ref |NR_025637.1 


Rhodobacterale 


ref|NR_025635.1 
Klebs 


ref|NR_025632.1 


ref |NR_025631.1 


ref|NR_025630.1 

4241925 424342 
Streptococ 
ref|NR_024570.1 


Esche 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 
Enterobacteriaceae; 


iella. 
Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Streptococcus 

4 Streptococcus 

cus. 

Escherichia coli 


83 Escherichia coli Bacteria; 
Enterobacteriaceae; 


richia. 


ref |NR_029033.1 


Spiro 


Spirochaeta 


complete sequence 484221 485741 Spirochaeta 
Spirochaetaceae; 


chaeta. 


383950 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; 


Bacteria; 


Hymenobacter. 


387144 Bacteria_16S 


strain Kol5a 16S 


Aquificae; Aquifi 
387144 Bacteria_16S 
strain G-16.1 16S 
G 
387144 Bacteria_16S 


Proteobacteria; 


strain R65 16S ri 
Proteobacteria; 


strain SW-45 16S 
Proteobacteria; 


strain EX-H1 16S 
Aquificae; Aquifi 


387144 Bacteria_16S 


strain HI 11/12 1 
Bacteria; Aquific 


387144 Bacteria_16S 
hydrocarbonoclast 
hydrocarbonoclast 


Marinobacter. 


387144 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


387144 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


387144 Bacteria_16S 


strain B8 16S rib 
Proteobacteria; B 


387144 Bacteria_16S 


strain B6 16S rib 
Proteobacteria; B 


387144 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


387144 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


387144 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


387144 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


387144 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


387144 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


387144 Bacteria_16S 


s 
383950 Bacteria_16S 
apsheronum strain 
Proteob 
387144 Bacteria_16S 
roseosalivarius s 
roseosalivarius B 


G 
387144 Bacteria_16S 


G 
387144 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
387144 Bacteria_16S 


ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
491569 491548 12 33 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
493076 493055 12 33 gi 
bosomal RNA, partial sequence 


gi 


763884 763863 12 33 
ribosomal RNA, partial sequence 


gi 


1060680 1060659 12 33 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1191982 1191961 12 33 gi 
ribosomal RNA, partial sequence 


i; 


290399 29196 


265678724 
490502 49197 
Halomonad 
265678723 
492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 
265678537 
762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 
265678337 
uence 


228715750 
1190944 11924 


Thermal 


1169454 1169474 69 89 gi|228719827|ref|NR_027585.1| Spirochaeta 
1293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
pirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
3699545 3699602 37 90 gi|219846437|ref|NR_026028.1| Desulfomicrobium 
1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
19115 19094 12 33 gi|265679051|ref|NR_029359.1| Hymenobacter 
train AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
291501 291480 12 33 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 
aceae; Halomonas. 

ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
aceae; Marinobacter. 

ref|NR_028841.1| Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 

ref |NR_028639.1| Marinithermus 

1059624 1061116 Marinithermus 

es; Thermaceae; Marinithermus. 
ref|NR_027538.1| Persephonella marina 
06 Persephonella marina EX-H1 Bacteria; 


cales; Hydrogenothermaceae; Persephonella. 

1231368 1231347 12 33 gi|219878275|ref|NR_025414.1| Thermocrinis albus 
6S ribosomal RNA, complete sequence 1230306 1231793 Thermocrinis albus DSM 14484 
ae; Aquificales; Aquificaceae; Thermocrinis. 

1292956 1292935 12 33 gi|228716433|ref|NR_027551.1| Marinobacter 
icus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
icus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

1437183 1437162 12 33 gi|224581430|ref|NR_027212.1| Oceanithermus 
506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
ccus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

1462917 1462896 12 33 gi|224581411|ref|NR_027192.1| Marinobacter 

50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

1549218 1549197 12 33 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
osomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
etaproteobacteria; Burkholderiales; Aquabacterium. 

1550684 1550663 12 33 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
osomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
etaproteobacteria; Burkholderiales; Aquabacterium. 

1552152 1552131 12 33 gi|219857243|ref|NR_024871.1| Aquabacterium 
ain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
acteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

1617324 1617303 12 33 gi|219878465|ref|NR_025604.1| Algoriphagus 
n LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
ria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 

1618847 1618826 12 33 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

1620370 1620349 12 33 gi|219878463|ref|NR_025602.1| Algoriphagus 
n LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
ria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 

1621893 1621872 12 33 gi|219878462|ref|NR_025601.1| Algoriphagus 
in LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
eria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 

1681226 1681205 12 33 gi|219878421|ref|NR_025560.1| Vulcanithermus 
rain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

1818226 1818205 12 33 gi|219878324|ref|NR_025463.1| Sporocytophaga 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 


myxococcoides Bac 
Sporocytophaga. 


teria; Bacteroidetes; Sphingobacteria; 


Sphingobacteriales; Flexibacteraceae; 


387144 Bacteria_16S 
aerophilus strain 
aerophilus Bacteria; 
387144 Bacteria_16S 
guaymasensis stra 
Bacteria; Aquific 
387144 Bacteria_16S 
fructosus strain 
fructosus Bacteria; 
387144 Bacteria_16S 
ficulneus strain 
Bacteria; Firmicu 
387144 Bacteria_16S 
venustensis strai 
Bacteria; Proteob 
387144 Bacteria_16S 
lutaoensis strain 
Bacteria; Proteob 
387144 Bacteria_16S 
strain K24 16S ri 
Proteobacteria; B 
387144 Bacteria_16S 
strain YKJ-16 16S 
Proteobacteria; G 
387144 Bacteria_16S 


strain Se-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
387144 Bacteria_16S 


caldilitoris strain IBSK3 16S ribosomal RNA, partial se 
caldilitoris Bacteria; Aquificae; Aquificales; Aquifica 


387144 Bacteria_16S 


desulfurans strain St55B 16S ribosomal RNA, partial seq 
desulfurans Bacteria; 


387144 Bacteria_16S 
subterraneus stra 
subterraneus Bact 
387144 Bacteria_16S 
saccharophila str 
saccharophila Bac 
387144 Bacteria_16S 
strain DSM 3050 1 
Proteobacteria; G 
387144 Bacteria_16S 
hydrogenophilus s 
hydrogenophilus B 
387144 Bacteria_16S 
SPS-17 16S riboso 
Thermus; Deinococ 
387144 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
387144 Bacteria_16S 
strain RF-4 16S r 
Deinococcus-Thermus; 
387144 Bacteria_16S 
actinosclerus str 
actinosclerus Bac 
Hymenobacter. 

387144 Bacteria_16S 
strain Feox-1 16S 
Proteobacteria; B 
387144 Bacteria_16S 
chliarophilus str 
chliarophilus Bacter 
387144 Bacteria_16S 
strain Anox B 16S 
Proteobacteria; B 
387144 Bacteria_16S 
strain SS-1 16S r 
Proteobacteria; B 
387144 Bacteria_16S 


ci; 


ter 


ri 


strain Wai33 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 


tes; 


teria; 


1906404 1906383 12 


2231945 2231924 12 


2250239 2250218 12 


Firmicutes; 


2251764 2251743 12 


2264116 2264095 12 


2303471 2303450 12 


2308121 2308100 12 


bosomal RNA, partial sequence 


2391388 2391367 12 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


2629943 2629922 12 


Deinococci; 


Thermales; 


2690237 2690216 12 


2703741 2703720 12 


Deinococcus-Thermus; 


2823889 2823868 12 


2849812 2849791 12 


2863762 2863741 12 


3390229 33 
ia; 
3590156 35 


3854304 38 


3877189 38 


Deinococci; 


90208 12 


90135 12 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


54283 12 


ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 


77168 12 


Thermales; 


I/26Corl 16S ribosomal RNA, partial s 
Bacteroidetes; 


in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 


DSM 20349 16S ribosomal RNA, partial s 
Lactobacillales; 


FS-1 16S ribosomal RNA, partial sequen 
Lactobacillales; 


n ISO04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


T5054 16S ribosomal RNA, partial sequ 


acteria; Gammaproteobacteria; Alteromo 


etaproteobacteria; Burkholderiales; Al 


in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 


ain DSM 654 16S ribosomal RNA, partial 
Proteobacteria; 


6S ribosomal RNA, partial sequence 2862729 28642 


etaproteobacteria; Burkholderiales; Le 


ain ATCC 700543 16S ribosomal RNA, par 
Deinococcus-Thermus; 


ptothrix. 
33 gi|219846652 
tial seque 
Deinococci; Thermale 
33 gi| 219846516 
3589120 35906 
Ideonella. 
33 gi| 219846326 
3853246 38547 
ptothrix. 
33 gi| 219846311 


Thermaceae; 


33 gi|219878259|ref|NR_025398.1| Hymenobacter 

equence 1905456 1906817 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 

33 gi|219857578|ref|NR_025166.1| Persephonella 
nce 2230913 2232371 Persephonella guaymasensis 
Persephonella. 

33 gi|219857566|ref|NR_025154.1| Fructobacillus 
equence 2249193 2250667 Fructobacillus 

Fructobacillus. 

33 gi|219857565|ref|NR_025153.1| Fructobacillus 

ce 2250718 2252192 Fructobacillus ficulneus 
Fructobacillus. 

33 gi|219857557|ref|NR_025145.1| Alcanivorax 
ence 2263050 2264581 Alcanivorax venustensis 
irillales; Alcanivoracaceae; Alcanivorax. 

33 gi|219857528|ref|NR_025116.1| Marinobacter 
ence 2302404 2303932 Marinobacter lutaoensis 
nadales; Alteromonadaceae; Marinobacter. 

33 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 

2307079 2308560 Pigmentiphaga kullae Bacteria; 
caligenaceae; Pigmentiphaga. 

33 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 

2390343 2391835 Halomonas alimentaria Bacteria; 
Halomonadaceae; Halomonas. 
33 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
2628913 2630381 Thermus scotoductus Bacteria; 
Thermaceae; Thermus. 

33 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
quence 2689164 2690655 Hydrogenivirga 
ceae; Hydrogenivirga. 

33 gi|219857186|ref|NR_024814.1| Oceanithermus 
uence 2702689 2704071 Oceanithermus 

Deinococci; Thermales; Thermaceae; Oceanithermus. 

33 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
uence 2822817 2824313 Hydrogenobacter 
ceae; Hydrogenobacter. 

33 gi|219856891|ref|NR_024710.1| Pelomonas 

sequence 2848765 2850266 Pelomonas 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
33 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
2996283 2996262 12 33 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
train Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
acteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 
3018987 3018966 12 33 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
mal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermales; Thermaceae; Thermus. 
3020510 3020489 12 33 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 
3022032 3022011 12 33 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
ibosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 
3066109 3066088 12 33 gi|219846878|ref|NR_026470.1| Hymenobacter 
ain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
ia; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
3269935 3269914 12 33 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 
bosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 


NR_026244.1| Meiothermus 

3389244 3390664 Meiothermus 
s; Thermaceae; Meiothermus. 
ref|NR_026108.1| Ideonella dechloratans 
19 Ideonella dechloratans Bacteria; 


nce 


ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


Thermus. 


ref|NR_025901.1| Thermus filiformis 


3876152 3877626 Thermus filiformis Bacteria; 


387144 Bacteria_ 


strain YT-1 16S 
Deinococcus-Ther 


387144 Bacteria_ 


halodenitrifican 
halodenitrifican 
Halomonas. 


387144 Bacteria_ 


acidophilum stra 
Bacteria; Aquifi 


387144 Bacteria_ 


strain ATH 2.2.1 
Proteobacteria; 


387144 Bacteria_ 


daepoensis strai 
daepoensis Bacte 
Marinobacter. 


387144 Bacteria_ 


flavimaris strai 
flavimaris Bacte 
Marinobacter. 


387144 Bacteria_ 


strain KMM 3809 
Proteobacteria; 


387144 Bacteria_ 


thermodepolymera 
thermodepolymera 
Schlegelella. 


387144 Bacteria_ 


lipolyticus stra 
lipolyticus Bact 
Marinobacter. 


387144 Bacteria_ 


strain ED 11/3LL 
Aquificae; Aquif 


387144 Bacteria_ 


lithotrophicum s 
lithotrophicum B 


387144 Bacteria_ 


thermolithotroph 
thermolithotroph 


387144 Archaea_16S 


arsenaticum stra 
Archaea; Crenarc 


387144 Archaea_16S 


strain IC-059 16 
Crenarchaeota; T 


387144 Archaea_16S 


indicus strain S 
Archaea; Euryarc 


387144 Archaea_16S 


vulcanius strain 
Archaea; Euryarc 


387144 Archaea_16S 


formicicus strai 
formicicus Archa 


387144 Archaea_16S 


acidophilum 122- 
Archaea; Euryarc 


387144 Archaea_16S 


cupricumulans BH 
Archaea; Euryarc 


387144 Archaea_16S 


GSS1 16S ribosom 
Euryarchaeota; T 


387144 Archaea_16S 


acidiphilum Y 16 
Euryarchaeota; T 


387144 Archaea_16S 


strain KAW2/2 16 


16S 3878709 3878688 12 33 
ribosomal RNA, partial sequence 
mus; Deinococci; Thermales; Thermaceae; 
16S 3892702 3892681 12 33 gi 
strain DSM 735 16S ribosomal RNA, 
Bacteria; Proteobacteria; Gammaproteo 


gi 


s 
s 
16S 3957334 3957313 12 33 gi 
in 3H-1 16S ribosomal RNA, partial sequ 
cae; Aquificales; Aquificaceae; Hydroge 
16S 3961868 3961847 12 33 gi 


Betaproteobacteria; Burkholderiales; Ru 
16S 4019677 4019656 12 33 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


n 
r 


16S 4021223 4021202 12 33 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


n 
r 


16S 
1 
G 
16S 
n 
n 


4170197 4170176 12 33 gi 
ammaproteobacteria; Alteromonadales; A 
4190110 4190089 12 33 gi 
s strain K14 16S ribosomal RNA, partia 


s Bacteria; Proteobacteria; Betaproteo 


16S 4191657 4191636 12 33 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


i 
e 


16S 604009 603989 12 32 gi 
K 16S ribosomal RNA, partial sequence 

icales; Desulfurobacteriaceae; Thermovi 
16S 1050183 1050163 12 32 gi 
train 17S 16S ribosomal RNA, partial se 
acteria; Aquificae; Aquificales; Desulf 
16S 2088103 2088083 12 32 gi 
um strain BSA 16S ribosomal RNA, partia 
um Bacteria; Aquificae; Aquificales; De 
24723 24702 12 33 gi 
in PZ6 16S ribosomal RNA, partial seque 
haeota; Thermoprotei; Thermoproteales; 

37719 37698 12 33 gi 
S ribosomal RNA, partial sequence 
hermoprotei; Thermoproteales; Thermopro 
28987 28967 13 33 gi 
L43 16S ribosomal RNA, partial sequence 
haeota; Methanococci; Methanococcales; 

34817 34797 13 33 gi 
M7 16S ribosomal RNA, partial sequence 
haeota; Methanococci; Methanococcales; 

36278 36258 13 33 gi 
n Mc-S-70 16S ribosomal RNA, partial se 
ea; Euryarchaeota; Methanococci; Methan 
85606 85586 13 33 gi 
1B2 16S ribosomal RNA, partial sequence 
haeota; Thermoplasmata; Thermoplasmatal 
114367 114347 13 33 gi 
2 16S ribosomal RNA, partial sequence 

haeota; Thermoplasmata; Thermoplasmatal 
147207 147187 13 33 gi 
al RNA, partial sequence 
hermoplasmata; Thermoplasmatales; 
150216 150196 13 33 

S ribosomal RNA, partial sequence 
hermoplasmata; Thermoplasmatales; 
209829 209809 13 33 


gi 


Ferro 


Th 
e 


bac 


en 
no 


c 
b 


bri 


ue 
a; 


n 


ue 
a; 


n 


lte 


a 
ba 


s 
Cc 


uen 
ia; 


bri 


que 
uro 


ls 
sul 


nce 
The 


36706 


tea 


Met 


Met 


que 


Oco 


es; 


es; 


Thermoplasmatac 
254971265 
149200 15065 


pla 


gi 
S ribosomal RNA, complete sequence 


219846310 
3877677 38791 


219846300 
compl 
219846254 
219846251 
16S ribosomal RNA, partial sequence 3960828 39622 


219846210 


219846209 


219846100 
6S ribosomal RNA, partial sequence 4169129 41706 


219846083 


219846081 


265678649 


265678345 


219878131 


265678616 


265678326 


265678557 


265678399 


265678344 


254971317 


254971292 


254971267 


146236 147646 T 


219846654 
208822 210291 Picrophilus oshimae Archaea; 


ref 


ermus. 
ref 

ence 

Ocea 


te sequ 
teria; 


ref 
e 39562 
aculum. 
ref 


vivax. 
ref 
ce 
Alteromonad 


ref 
ce 
Alteromonad 


ref 


romonadacea 


ref 


rs 


equence 


teria; Burk 


ref 


rs 


ce 
Alteromona 
ref 
60290 
O°. 
ref 
nce 
bacteriacea 
ref 
equence 
furobacteri 
ref 
23761 
rmoproteace 
ref 
38182 
ceae; Vulca 
ref 
27994 
hanocaldoco 
ref 
33808 
hanocaldoco 
ref 
nce 


ccales; 


8 
Th 


4597 
ermo 


ED 
Fe 


1336 
rroplasm 
ref 
hermopla 
eae; 
ref 


; Fe 
ref 


smaceae 


75 3957710 Hydro 


4018632 40201 


4020178 40216 


190616 41920 


5 604369 Thermo 


1049100 10505 


2087053 20884 


25140 


Vulcanisaeta 


29402 


35231 


35282 


0 114804 Ferro 


NR_025900.1 


NR_025890.1 
389163 
nospirillale 


NR_025844.1 
g 


NR_025841.1 


NR_025800.1 
2 
ales; Altero 
NR_025799.1 
7 
° 


ales; Alter 


NR_025690.1 


e; Marinobac 
NR_025673.1 


189049 419056 


holderiales; 


NR_025671.1 
8 
r 


dales; Alte 


NR_028954.1 


NR_028647.1 
8 
e; Balneariu 
NR_025270.1 
9 
aceae; Desul 
NR_028921.1 
Pyroba 
ae; Pyrobacu 
NR_028628.1 


nisaeta. 
NR_028861.1 

Methan 
ccaceae; Met 
NR_028701.1 
Methan 
ccaceae; Met 
NR_028646.1 
36655 
hanocaldococ 
NR_028235.1 
Thermo 
mataceae; Th 
NR_028210.1 
Pp 
aceae; Ferro 
NR_028185.1 
sma volcaniu 
Thermoplasm 
NR_028183.1 


rroplasma. 
NR_026246.1 


Euryarchaeota; Thermoplasmata; Thermoplasmatales; Picrophilaceae; Picrophilus. 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Hydrogenobaculum 
enobaculum acidophilum 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 


monadaceae; 


Marinobacter excellens 


64 Marinobacter excellens Bacteria; 


ter. 
Schlegelella 

5 Schlegelella 
Comamonadaceae; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Balnearium 
0 Balnearium 
m. 
Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Pyrobaculum 
culum arsenaticum 
lum. 
Vulcanisaeta souniana 


souniana Archaea; 


Methanocaldococcus 
ocaldococcus indicus 
hanocaldococcus. 
Methanocaldococcus 
ocaldococcus vulcanius 
hanocaldococcus. 
Methanotorris 
Methanotorris 
caceae; Methanotorris. 
Thermoplasma 
plasma acidophilum 
ermoplasma. 
Ferroplasma 
lasma cupricumulans 
plasma. 
Thermoplasma volcanium 
m Archaea; 
ae 
Ferroplasma 


2 Ferroplasma acidiphilum Archaea; 


Picrophilus oshimae 


387794 Bacteria_16S 
aerophilus strain 
aerophilus Bacter 
387794 Bacteria_16S 
actinosclerus str 
actinosclerus Bac 


Hymenobacter. 


387794 Bacteria_16S 
roseosalivarius s 
roseosalivarius B 


Hymenobacter. 


387794 Bacteria_16S 
myxococcoides str 
myxococcoides Bac 


Sporocytophaga. 


387794 Bacteria_16S 
canadensis strain 
canadensis Bacter 


Helicobacter. 


387794 Bacteria_16S 
mesocricetorum st 
mesocricetorum Ba 


Helicobacter. 


387794 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


387794 Bacteria_16S 


strain MIT 95-170 
Bacteria; 


Proteobacteria; E 


387794 Bacteria_16S 
psychrophila stra 
Proteob 
387794 Bacteria_16S 


Bacteria; 


strain LS-13 16S 
Proteobacteria; 


strain Uedal07 16 
Proteobacteria; 


strain R-4079 16S 
Proteobacteria; 


strain R-4069 16S 
Proteobacteria; 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


387794 Bacteria_16S 


strain DSM 12145 
Bacteroidetes; Sp 


387794 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; 


strain NCIMB 8633 
Proteobacteria; 


strain DSM 3050 1 
Proteobacteria; 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


387794 Bacteria_16S 


Proteob 
387794 Bacteria_16S 
strain Hbl 16S ri 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


1906477 1906574 1 94 gi 

I/26Cor1l 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; Sp 
3066182 3066279 1 94 gi 
ain 1187 16S ribosomal RNA, partial se 
teria; Bacteroidetes; Sphingobacteria; 


19198 19284 11 93 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


1818299 1818395 1 93 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


2332392 2332449 40 94 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


2563855 2563912 40 94 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 
2672257 2672314 40 94 gi 
psilonproteobacteria; Campylobacterale 
3635652 3635709 40 94 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
276430 276487 40 94 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
1089281 1089337 39 93 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
2991880 2991936 39 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
771651 771709 39 94 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1228384 1228442 39 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1229920 1229978 39 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1692000 1692058 39 94 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
1718037 1718133 1 93 gi 
hingobacteria; Sphingobacteriales; Sph 
2171525 2171583 39 94 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2173076 2173134 39 94 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2863873 2863931 39 94 gi 


ammaproteobacteria; Pseudomonadales; P 
3821160 3821218 39 94 gi 
n Eaton 90-119-3 16S ribosomal RNA, pa 
ria; Proteobacteria; Epsilonproteobact 


11503 11560 39 93 gi 


6S ribosomal RNA, partial sequence 2671138 26725 


275297 27676 


2990709 29921 


770475 77198 


1227244 12287 


1228770 12302 


16S ribosomal RNA, partial sequence 1716916 17183 


6S ribosomal RNA, partial sequence 2862729 28642 


219878259 
equence 
hingobacte 
219846878 
quence 
Sphingoba 


265679051 
sequence 
a; Sphingo 


219878324 
al sequenc 
Sphingoba 


219857508 
sequence 
ria; Campy 


219857335 
ial sequen 
acteria; C 


219857208 


s; Helicob 
219846482 

36345 
obacterale 
265678876 


s; Helicob 
265678317 
ence 10881 
nadales; P 
219846929 


ionellacea 
265678532 


seudomonad 
219878281 


seudomonad 
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seudomonad 
219878413 
1 sequence 
ria; Pseud 


219878396 


ingobacter 
219857621 
21703 
seudomonad 
219857620 
21719 
seudomonad 
219856882 


seudomonad 
219846349 
rtial sequ 
eria; Camp 


omon 


ylob 


ref |NR_025398.1 
1905456 190681 
riales; Flexibac 
ref |NR_026470.1 
3065078 306652 
cteriales; Flexi 


ref|NR_029359.1 
18082 19577 
bacteriales; Fle 


ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref|NR_025096.1 
2331268 233272 
lobacterales; He 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterale 


ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref |NR_029182.1 
1 Helicobacter 
acteraceae; Heli 
ref |NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_026521.1 
58 Fluoribacter 
e; Fluoribacter 
ref |NR_028836.1 


s: 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 

Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter bilis 


bilis Bacteria; 


cobacter. 

Pseudomonas 

monas psychrophila 
Pseudomonas. 
Fluoribacter gormanii 


gormanii Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


acea 
ref 


e; Cellvibri 
NR_025420.1 


oO. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


acea 
ref 


e; Cellvibri 
NR_025419.1 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


aceae; Cellvibri 
ref|NR_025552.1 

1690867 169233 
adales; Pseu 


ref|NR_025535.1 


oO. 
Cellvibrio 

5 Cellvibrio 

domonadaceae; 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


iaceae; Pedobact 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_024701.1 


er. 

Cellvibrio fulvus 
brio fulvus Bacteria; 
O°. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
Oo. 

Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


acea 
ref 
ence 


e; Pseudomon 
NR_025940.1 

382000 
acterales; H 


265679056 


longreachensis strain 16910a 16S ribosomal RNA, complete sequence 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


as. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


ref|NR_029364.1 
10342 11910 


Desulfovibrio 
Desulfovibrio 


387794 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


387794 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


387794 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


387794 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


387794 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


387794 Bacteria_16S 


strain R65 16S ri 


strain P 513/19 1 
Proteobacteria; G 


387794 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


387794 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


387794 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


387794 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


387794 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


387794 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


387794 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


387794 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


387794 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


387794 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


387794 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


387794 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


387794 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


387794 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


387794 Bacteria_16S 


strain SP1402 16S 


385514 385571 39 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
445718 445775 39 93 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


gi 


458070 458127 39 93 gi 
ammaproteobacteria; Pseudomonadales; P 
459522 459579 39 93 gi 
in CFBP 4389 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


471619 471676 39 93 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
493187 493244 39 93 gi 
bosomal RNA, partial sequence 


gi 


555812 555869 39 93 gi 
ammaproteobacteria; Pseudomonadales; P 
557354 557411 39 93 gi 


ammaproteobacteria; Pseudomonadales; P 
558898 558955 39 93 gi 


ammaproteobacteria; Pseudomonadales; P 
640699 640756 39 93 gi 

ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
672468 672525 39 93 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


754857 754914 39 93 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
763996 764053 39 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
785588 785645 39 93 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


858711 858768 39 93 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
961497 961554 39 93 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
976791 976887 1 93 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1128580 1128633 44 94 gi 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


1293068 1293125 39 93 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 
1415704 1415761 39 93 gi 
ammaproteobacteria; Pseudomonadales; P 
1463029 1463086 39 93 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1579268 1579325 39 93 gi 
ribosomal RNA, partial sequence 


384340 38587 


16S ribosomal RNA, partial sequence 456977 45835 


470446 47199 


492024 49353 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
387794 Bacteria_16S 
6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


639529 64105 


762839 76433 


975693 97713 


6S ribosomal RNA, partial sequence 1414552 14160 


265678798 


seudomonad 
265678758 
quence 
eria; Pseu 
265678746 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


seudomonad 
265678723 


265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678624 


seudomonad 
265678601 
ial sequen 
obacteria; 


265678543 
ence 75371 
cteriales; 
265678537 


lteromonad 
265678522 
1 sequence 
ria; Pseud 


265678473 
ce 85752 
ibrionales 
265678404 

96032 
seudomonad 
265678393 


rospiracea 
253680771 
1 sequence 
ria; Campy 


228716433 
tial seque 
oteobacter 


224581448 


seudomonad 
224581411 
ence 14618 
nadales; A 


ewinella. 
NR_028019.1 
127427 112890 
lobacterales; He 


e; L 
ref 


R 


ref 
nce 
ia; 


NR_027551.1 

129190 
Alteromonada 
ref|NR_027230.1 
aceae; Pseudomon 
ref|NR_027192.1 


62 1463368 Marino 
1lteromonadaceae; 


219846381 


ref|NR_029103.1| Pseudomonas lutea 
0 Pseudomonas lutea Bacteria; 
aceae; Pseudomonas. 
ref|NR_029063.1] Pseudomonas 

444544 446074 Pseudomonas 
domonadales; Pseudomonadaceae; 
ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref |NR_029050.1] Pseudomonas 

458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 
aceae; Marinobacter. 
ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028986.1| Pseudomonas poae 
2 Pseudomonas poae Bacteria; 
aceae; Pseudomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028906.1] Pseudomonas 
ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_028847.1| Cardiobacterium 
9 755211 Cardiobacterium valvarum 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_028841.1| Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 
ref|NR_028826.1| Pseudomonas 

784432 785869 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_028776.1| Desulfovibrio 
6 859025 Desulfovibrio mexicanus 
; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_028706.1| Pseudomonas veronii 
3 961843 Pseudomonas veronii Bacteria; 
aceae; Pseudomonas. 
ref|NR_028695.1| Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Marinobacter 
4 1293412 Marinobacter 


les; Alteromonadaceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 

Marinobacter 
bacter bryozoorum 
Marinobacter. 


ref|NR_025972.1 


Pseudomonas balearica 


1578118 1579573 Pseudomonas balearica Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


387794 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


387794 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


387794 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


387794 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


387794 Bacteria_16S 


strain TOl1 16S ri 
Proteobacteria; G 


387794 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


387794 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


387794 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


387794 Bacteria_16S 
strain KMM 3447 16S ribosomal RNA, par 
Gammaproteob 


extremorientalis 
extremorientalis 
Pseudomonas. 


387794 Bacteria_16S 
n CFBP 5705 16S ribosomal RNA, partial 
Gammaproteobacter 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


387794 Bacteria_16S 
ain MLF1 16S ribosomal RNA, partial se 
Deltaproteobact 


thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 


1641681 1641738 39 93 gi 
in CMS 64 16S ribosomal RNA, partial s 


eria; Proteobacteria; Gammaproteobacteri 


219878449 
eq 


uence 
a; Pseud 


ref a 
1640520 164203 


omon Pseu 


NR_025588. 


adales; 


1 


1643243 1643300 39 93 gi 


219878448 


ref|NR_025587.1 


Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


ribosomal RNA, partial sequence 


1642082 16435 


92 Pseudomonas meridiana Bacteria; 


ammaproteobacteria; Pseudomonadales; Pse 


udomonad 


acea 


e; 


Pseudomon 


1644804 1644861 39 93 gi 


219878447 


ref|NR_025586.1 


as. 
Pseudomonas antarctica 


1643643 16451 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pse 
1695123 1695180 39 93 gi 


ammaproteobacteria; Pseudomonadales; P 
1696667 1696724 39 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1894754 1894811 39 93 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


se 


se 


eq 
a; 


219878411 
16S ribosomal RNA, partial sequence 1693968 16954 


219878410 
1695512 16970 


219878268 


udomonad 


udomonad 


udomonad 


uence 
Desulfo 


acea 
ref 
61 Pseudomonas cannabina Bacteria; 
acea Pseudomon 
ref 
05 Pseudomonas tremae Bacteria; 
acea Pseudomo 


ref 


vibr 


ej 
NR_025550. 


e; 
NR_025549. 


e; 
NR_025407. 
1893578 18950 
ionales; 


De 


1 


9 
s 


n 


1977950 1978007 39 93 gi 
acteria; Deltaproteobacteria; 
2144217 2144274 39 93 


S ribosomal RNA, partial sequence 


gi 


2145722 2145779 39 93 gi 


ria; Proteobacteria; 


2219951 2220008 39 93 gi 


Bacteria; Proteobacteria; 


2235109 2235166 39 93 gi 


ria; Proteobacteria; 


2236669 2236726 39 93 gi 


teria; Proteobacteria; 


387794 Bacteria_16S 
venustensis strain ISO4 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
387794 Bacteria_16S 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
387794 Bacteria_16S 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
387794 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


strain CFML 97-39 
Proteobacteria; G 


387794 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


387794 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


387794 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


387794 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


387794 Bacteria_16S 


strain CIP 105469 


2264228 2264285 39 93 gi 


2293162 2293215 44 94 gi 


2303582 2303639 39 93 gi 


2321909 2321966 39 93 gi 
1 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; P 


2323461 2323518 39 93 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2521834 2521891 39 93 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2523314 2523371 39 93 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2529386 2529443 39 


93 gi 


16S ribosomal RNA, partial sequence 2528225 25296 


ammaproteobacteria; Pseudomonadales; P 
2556140 2556197 39 93 gi 
16S ribosomal RNA, partial sequence 


-9 16S ribosomal RNA, partial sequence 
Desulfov 


2143068 21445 
ammaproteobacteria; Pseudomonadales; P 
387794 Bacteria_16S 
n Ps 3-10 16S ribosomal RNA, partial s 
Gammaproteobacter 


219878210 

19767 

ib 
219857639 


seudomonad 
219857638 
equence 

ia; Pseudo: 


’ 


219857586 
tial seque 
acteria; P 


219857576 
sequence 
ia; Pseudo: 


v 


219857575 
quence 
eria; Desu 
219857557 
ence 22630 
irillales; 
219857536 
22920 
s; Helicob 
219857528 
ence 23024 
nadales; A 
219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857363 
sequence 

teria; Pse 


219857362 
sequence 
teria; Pse 


219857358 


seudomonad 
219857340 


rionales; 


ref|NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025228.1 
aceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
monadales; Pseu 


NR_025174.1 
221879 
omonadales; 


lfovibriona 
ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 

2522145 252361 
udomonadales; Ps 
ref|NR_024946.1 


acea 
ref 


e; Pseudomon 


NR_024928.1 


d 


53 Pseudomonas antarctica Bacteria; 
Pseudomon 


as. 
Pseudomonas cannabina 


as. 
Pseudomonas tremae 


as. 

Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Marinobacter 

bacter lutaoensis 
Marinobacter. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Pseudomonas 

4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Pseudomonas gessardii 


2554974 2556489 Pseudomonas gessardii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


387794 Bacteria_1 
strain CIP 105470 
Proteobacteria; G 
387794 Bacteria_1 
strain CIP 105259 
Proteobacteria; G 
387794 Bacteria_1 
strain CIP 105274 
Proteobacteria; G 
387794 Bacteria_1 
strain CFML 96-19 
Proteobacteria; G 


387794 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


387794 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


387794 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


387794 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


387794 Bacteria_16 


strain CIP 105460 
Bacteria; Proteob 


387794 Bacteria_16 


strain ATCC 13522 
Bacteria; Proteob 


387794 Bacteria_16 


strain ATCC 49968 
Bacteria; Proteob 


387794 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


387794 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


387794 Bacteria_16S 
16S ribosomal RNA, partial sequence 3176631 31781 


strain DSM 11363 


Proteobacteria; G 


387794 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


387794 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


387794 Bacteria_16S 
6S ribosomal RNA, partial sequence 3696887 36983 


strain LRB 8581 1 
Proteobacteria; E 


387794 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


387794 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


387794 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


387794 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


387794 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


ammaproteobacteria; Pseudomonadales; P 


ammaproteobacteria; Pseudomonadales; P 


ammaproteobacteria; Pseudomonadales; P 


8 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; P 


acteria; Gammaproteobacteria; Pseudomo 


acteria; Gammaproteobacteria; Pseudomo 


acteria; Gammaproteobacteria; Pseudomo 


ammaproteobacteria; Pseudomonadales; P 


6S 2557706 2557763 39 93 gi 
16S ribosomal RNA, partial sequence 


6S 2562332 2562389 39 93 gi 
16S ribosomal RNA, partial sequence 


6S 2571465 2571522 39 93 gi 
16S ribosomal RNA, partial sequence 
2580586 2580643 39 93 


6S gi 


2582152 2582209 39 
16S ribosomal RNA, 


93 gi 
complete sequence 


2583722 2583779 39 93 gi 
16S ribosomal RNA, partial sequence 


2585291 2585348 39 93 gi 
0 16S ribosomal RNA, partial sequence 


2596129 2596186 39 93 gi 
16S ribosomal RNA, partial sequence 


Ss 2597695 2597752 39 93 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
Ss 2854588 2854645 39 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
Ss 2859271 2859328 39 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2920684 2920741 39 93 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2975091 2975148 39 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3177804 3177861 39 93 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
3212680 3212733 44 94 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


3647845 3647898 44 94 

S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3698014 3698067 44 94 gi 


gi 


psilonproteobacteria; Campylobacterale 
3802768 3802821 44 94 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3819630 3819683 44 94 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3822693 3822746 44 94 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3827275 3827328 44 94 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3828829 3828886 39 93 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 


se 


se 


se 


se 


na 


na 


na 


se 


na 


na 


na 


(ond 


2973936 29754 


3646715 36481 


3801626 38030 


3818485 38199 


3821543 38230 


3826129 38276 


219857339 
25565 
udomonad 
219857336 
25611 
udomonad 
219857287 
25702 
udomonad 
219857281 
25794 
udomonad 
219857280 
25809 
dales; P 
219857279 
25825 
dales; P 
219857278 
25841 
dales; P 
219857271 
25949 
udomonad 
219857270 
25965 
dales; P 
219856888 
28534 
dales; P 
219856885 
28581 
dales; P 
219856843 
1 sequence 
eria; Ps 


219846940 


seudomonad 
219846803 


seudomonad 
219846780 
al sequenc 
teria; 


219846473 


s; Helicob 
219846438 


s; Helicob 
219846361 


s; Helicob 
219846350 


s; Helicob 
219846348 


s; Helicob 
219846345 


s; Helicob 
219846344 
38276 
cteriales; 


387794 Bacteria_16S 


halodenitrificans 


3892813 3892870 39 93 gi 
strain DSM 735 16S ribosomal RNA, 


219846300 


ref 
40 2558055 Pseudo 
Pseudomon 
NR_024924.1 
68 2562680 Pseud 
acea 


acea 


NR_024927.1 


e; 
ref 
e; Pseudomo 
ref 
eud 
e; Pseudomo 
ref 
eud 
e; Pseudomo 
ref 
eud 


omonadac 


ref 


omonadaceae 
ref 


omonadaceae 
ref 
e; Pseudomo 
ref 


0! 
n 
NR_024918.1 
99 2571813 Ps 
acea 


fe} 
n 
NR_024912.1 
20 2580935 Ps 
acea 


° 
n 
NR_024911.1 
86 2582507 Ps 
seud 


° 
eae; 
NR_024910.1 
58 2584074 Pseudo 
seud : 
NR_024909.1 
25 2585640 Pseud 
seud 


fo} 


NR_024902.1 
61 2596478 Pseud 
acea 


fo) 
n 
NR_024901.1 
29 2598044 Pseud 


seud 


ref 


33 2854934 Pseud 
seud 


ref 


10 2859620 Pseud 
seud 


ref 


2919511 29210 
eudo: 


ref 


ref 


ref 


e 3211554 32129 
Campylo 


ref 


55 Helicobacter 
acte 


ref 


08 Helicobacter 
acte 


ref 


95 Helicobacter 
acte 


ref 


57 Helicobacter 
acte 


ref 


acte 


ref 


acte 


ref 


53 3829122 Cardio 
Car 


ref 


complete sequence 


monadales; 
NR_026532.1 


e; Pseudomon 
NR_026395.1 


e; Pseudomon 
NR_026372.1 
7 
bacterales; 


NR_026065.1 


raceae; Heli 
NR_026029.1 


raceae; Heli 
NR_025952.1 


raceae; Heli 
NR_025941.1 


raceae; Heli 
NR_025939.1 


raceae; Heli 
NR_025935.1 


raceae; Heli 
NR_025934.1 


diobacteriac 


NR_025890.1 


Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Pseudomonas savastanoi 


v 


v 


°. 
omonadaceae; 
NR_024707.1 
° 
omonadaceae; 
NR_024704.1 
° 
omonadaceae; 
NR_024662.1 
0 


P 


monas Savastanoi 


Pseudomonas. 
Pseudomonas lundensis 


monas lundensis 


Pseudomonas. 
Pseudomonas 


8 Pseudomonas 
seudomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


acea as. 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


acea as. 


Helicobacter 


4 Helicobacter 
Helicobacteraceae; 


Helicobacter salomonis 


salomonis Bacteria; 
cobacter. 


Helicobacter trogontum 


trogontum Bacteria; 
cobacter. 


Helicobacter hepaticus 


hepaticus Bacteria; 
cobacter. 


Helicobacter cinaedi 


cinaedi Bacteria; 
cobacter. 


Helicobacter muridarum 


20 Helicobacter muridarum Bacteria; 
cobacter. 


Helicobacter felis 


02 Helicobacter felis Bacteria; 
cobacter. 


Cardiobacterium 


bacterium hominis 
eae; 


Cardiobacterium. 
Halomonas 


3891636 3893166 Halomonas 


halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Halomonas. 


387794 Bacteria_ 


daepoensis strain 
daepoensis Bacter 


Marinobacter. 
387794 Bacteria_ 


flavimaris strain 
flavimaris Bacter 


Marinobacter. 
387794 Bacteria_ 


strain KMM 3809 1 
G 


Proteobacteria; 
387794 Bacteria_ 


lipolyticus strai 
lipolyticus Bacte 


Marinobacter. 
387794 Bacteria_ 


strain 6111 16S r 
G 


Proteobacteria; 
387794 Bacteria_ 
strain SE-32A-C8 
Proteobacteria; 

387794 Bacteria_ 
strain 441-1 16S 
Proteobacteria; 


Bacteria; 


Bacteria; 


Bacteria; 
Teredinibacter. 


387794 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 


Algoriphagus. 


387794 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; 


Algoriphagus. 


387794 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


387794 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


387794 Bacteria_16S 


strain 4-87 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


387794 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


387794 Bacteria_16S 


strain B9 16S rib 
Proteobacteria; A 


387794 Bacteria_16S 


strain OCh 254 16 


G 


G 
387794 Bacteria_16S 
borkumensis strai 
Proteob 
387794 Bacteria_16S 
DSM 16069 16S rib 
Proteob 
387794 Bacteria_16S 
turnerae strain T 
Proteob 


Sp 
387794 Bacteria_16S 
aquimarinus strai 
aquimarinus Bacte 


G 
387794 Bacteria_16S 


16S 4019789 4019846 39 93 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


v) 
a; 


16S 4021334 4021391 39 93 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteria; 


16S 4170309 4170366 39 93 gi 


16S 4191768 4191825 39 93 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


16S 699738 699794 39 93 


ibosomal RNA, partial sequence 


gi 


ammaproteobacteria; Legionellales; Leg 
47995 48053 39 94 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1175565 1175623 39 94 gi 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1378314 1378372 39 94 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


a. 


1617397 1617493 1 93 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


s 


1618920 1619016 1 93 gi 


hingobacteria; Sphingobacteriales; Cyc 
1620443 1620539 1 93 gi 
n LMG 21971 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


s 


1621966 1622062 1 93 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1 


2086669 2086727 39 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2224404 2224462 39 94 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
ir. 


94 gi 


en 
te 


3073636 3073694 39 94 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3096259 3096317 39 94 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3699545 3699602 39 93 gi 
1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3898994 3899049 39 93 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 


gi 
B 


en 
da 


nc 
ib 


ho 


ue 


219846209 
ue 


219846100 
6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alt 


265678583 
698584 69993 


ionellacea 
265679032 
nce 
irillales; 
228718578 
1174405 11758 


228717562 
ce 
nadales; 
219878465 
ph 
219878464 
16S ribosomal RNA, partial sequence 1617815 16192 


lo 
219878463 


ph 
219878462 
Sp 
219878132 
2085504 20870 


Alcanivor 
219857583 


219846873 
3072467 30738 


219846858 


219846437 


219846296 
3897893 38992 


19846210 
nce 


nce 


46828 


13771 


equence 
ingobact 


bacteria 
equence 


ingobact 


sequence 
hingobac 


ce 22232 
riales; 


alneatri 


ce 30950 
les; Suc 


e 36983 
rionales 


dobacter 


3900463 3900518 39 93 gi 
S ribosomal RNA, partial sequence 


219846295 
3899350 3900743 Roseibium denhamense Bacteria; 


Alteromonad 


Alteromonad 


eromonad 
219846081 
uence 

ia; Altero 


Alter 


ref|NR_025800.1 
4018632 402012 
ales; Altero 


Marinobacter 
7 Marinobacter 
monadaceae; 


ref|NR_025799.1 
4020178 402167 
ales; Altero 


Marinobacter 
2 Marinobacter 
monadaceae; 


Marinobacter excellens 
64 Marinobacter excellens Bacteria; 
aceae; Marinobacter. 

ref|NR_025671.1| Marinobacter 

190616 4192088 Marinobacter 
monadales; Alteromonadaceae; 


ref|NR_025690.1 


rs 


ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 


ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

16S 4235 4291 39 93 gi|265679061|ref|NR_029369.1| Legionella erythra 
16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

16S 2993370 2993426 39 93 gi|219846928|ref|NR_026520.1| Legionella brunensis 
ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 


e; Legionella. 
ref |NR_029340.1 
48321 Alcani 


Alcanivorax 

vorax borkumensis 
Alcanivoracaceae; Alcanivorax. 
ref|NR_027574.1| Kangiella koreensis 
98 Kangiella koreensis DSM 16069 


ref|NR_027564.1 
67 1378635 Teredi 
omonadales g 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


ref |NR_025604.1 
1616292 161776 
eriales; Cycloba 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 
ref|NR_025603.1| Algoriphagus chordae 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 

ref|NR_025602.1| Algoriphagus 

1619338 1620810 Algoriphagus 
eriales; Cyclobacteriaceae; 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


ref|NR_025271.1| Alcanivorax jadensis 
02 Alcanivorax jadensis Bacteria; 
acaceae; Alcanivorax. 

ref|NR_025171.1| Thermodesulfatator 

20 2224715 Thermodesulfatator indicus DSM 
Thermodesulfobacteriaceae; 


ref|NR_026465.1| Balneatrix alpica 
61 Balneatrix alpica Bacteria; 

Xs 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026028.1 
59 3699831 Desulf 


Ruminobacter 

bacter amylophilus 
Ruminobacter. 
Desulfomicrobium 
omicrobium apsheronum 

; Desulfomicrobiaceae; Desulfomicrobium. 
ref|NR_025886.1| Ahrensia kielensis 

99 Ahrensia kielensis Bacteria; 

aceae; Ahrensia. 


v 


Roseibium denhamense 


ref|NR_025885.1 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 


387794 Bacteria_16S 
strain SW-154 16S 
G 
387794 Bacteria_16S 
alaskensis strain 
Proteob 
387794 Bacteria_16S 
asaccharolytica s 
asaccharolytica B 


Proteobacteria; 


Bacteria; 


Sphingomonas. 


387794 Bacteria_16S 
aespoeensis strai 
aespoeensis Bacte 


Desulfovibrio. 


387794 Bacteria_16S 
strain R-10 16S r 
Sp 
387794 Bacteria_16S 
succinoxidans str 
succinoxidans Bac 


Bacteroidetes; 


Desulfuromusa. 


387794 Bacteria_16S 


strain Kysw2 16S 
Proteobacteria; 


strain ATCC 15468 
Proteobacteria; 


D 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 
actinomycetemcomi 


4018248 4018306 39 94 
ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 
51072 51129 39 93 
All 16S ribosomal RNA, 


gi 


gi 


67796 67853 39 93 gi 


96443 96500 39 93 gi 


ria; Proteobacteria; 


133132 133189 39 93 
ibosomal RNA, complete sequence 


gi 


Aggregatibacter actinomycetemcomitans Bacteria; 


Pasteurellales; 


strain R85-13-6 1 
Proteobacteria; E 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
387794 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 


Sphingomonas. 


387794 Bacteria_16S 
asymbiotica subsp. 


387794 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; 


marinisedimentoru 
marinisedimentoru 


387794 Bacteria_16S 


luminescens subsp 


P 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


asteurellaceae; Aggregatibacter. 


296217 296262 52 94 gi 


356863 356920 39 93 
ribosomal RNA, partial sequence 


gi 
Sphingomonadales; 
373272 373329 39 93 gi 


cteria; Proteobacteria; Alphaproteobac 


400856 400913 39 93 gi 


Enterobacteriaceae; Photorhabdus. 
491680 491737 39 93 
ribosomal RNA, partial sequence 


v 


gi 


complete seque 
acteria; Deltaproteobacteria; Desulfov 


train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


n Aspo2 16S ribosomal RNA, partial seq 
Deltaproteobacter 


rain FA2 16S ribosomal RNA, partial se 


219846211 


4017086 40185 


265679030 
nce 49907 


265679019 
sequence 
cteria; 


265678999 
uence 


ia; 


265678974 


131953 13349 


265678863 


6S ribosomal RNA, partial sequence 295056 29653 
psilonproteobacteria; Campylobacterale 
387794 Bacteria_16S 


S; 
265678818 


355741 35715 
Sphingomon 


265678806 
quence 
teria; 


265678788 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriales; 


265678724 


490502 49197 


ibrionales 


Sp 


Desulf 


Helicob 


Sph 


ref|NR_025801.1| Kangiella aquimarina 
81 Kangiella aquimarina Bacteria; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Sphingomonas 

Sphingomonas 
Sphingomonadaceae; 


ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 
ref |NR_029327.1 
66694 68135 
hingomonadales; 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


ref |NR_029307.1 
95265 96764 
ovibrionales; De 
Rhodothermus marinus 
marinus Bacteria; 


ref|NR_029282.1 
5 Rhodothermus 


hingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 
142242 142299 39 93 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
ain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
teria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
143726 143783 39 93 gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii 
ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
eltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 
178750 178807 39 93 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 


ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
293198 293255 39 93 gi|265678865|ref|NR_029171.1| Aggregatibacter 
tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


ref|NR_029169.1| Helicobacter mustelae 
6 Helicobacter mustelae Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029123.1| Sphingopyxis terrae 

7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 

ref|NR_029111.1| Sphingomonas 

372149 373610 Sphingomonas 
ingomonadales; Sphingomonadaceae; 


Photorhabdus 
399669 401215 


ref 
rtia 


NR_029093.1 
1 sequence 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref|NR_029029.1| Halomonas organivorans 
3 Halomonas organivorans Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
516025 516082 39 93 gi| 265678708 |ref|NR_029013.1| Reinekea 
m strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
m Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 
517588 517645 39 93 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
- thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


387794 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


387794 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


387794 Bacteria_16S 


strain CIP 105566 
Proteobacteria; 


impatiens strain 
Bacteria; Proteob 


G 
387794 Bacteria_16S 


Saccharospirillum. 


387794 Bacteria_16S 


strain M11 16S ri 


; Enterobacteriaceae; Photorhabdus. 

519153 519210 39 93 gi| 265678706 |ref|NR_029011.1| Photorhabdus 
- kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

e; Photorhabdus. 
535939 535996 39 93 gi|265678695|ref|NR_029000.1| Arcicella aquatica 
ribosomal RNA, partial sequence 534808 536267 Arcicella aquatica Bacteria; 
hingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 
546621 546678 39 93 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

605554 605611 39 93 gi| 265678648 |ref|NR_028953.1| Saccharospirillum 
EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
acteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 

628518 628575 39 93 gi|265678633|ref|NR_028938.1| Morganella morganii 


bosomal RNA, partial sequence 


627341 628842 Morganella morganii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 


387794 Bacteria_16S 
strain 279-56 16S 
G 


Proteobacteria; 
cloacae complex. 


387794 Bacteria_16S 


strain DSM 30039 
Proteobacteria; 


Buttiauxella. 


387794 Bacteria_16S 
strain B43 16S ri 
G 
387794 Bacteria_16S 
biprosthecium str 
biprosthecium Bac 


Proteobacteria; 


Asticcacaulis. 


387794 Bacteria_16S 
strain XINach 16S 
G 
387794 Bacteria_16S 
luminescens subsp. 

Photorhabdus luminescens subsp. 


Proteobacteria; 


Enterobacteriales 


387794 Bacteria_16S 
luminescens subsp 

Photorhabdus luminescens subsp. 
Enterobacteriales; 
387794 Bacteria_16S 


strain 12993 16S 
Proteobacteria; 


strain 256 16S ri 
Proteobacteria; 


strain IMT37 16S 
Proteobacteria; 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


387794 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


387794 Bacteria_16S 


strain CFBP 5236 
Proteobacteria; 


strain CDC 2970-5 
Bacteria; Proteob 


387794 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


387794 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


387794 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; G 


387794 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


387794 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


G 
387794 Bacteria_16S 
warmboldiae strai 
warmboldiae Bacte 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


663291 663348 39 93 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


690624 690681 39 93 


gi 
ammaproteobacteria; Enterobacteriales; 
692176 692233 39 93 gi 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; 


717616 717673 39 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
720737 720794 39 93 gi 


gi 


722259 722316 39 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723845 723902 39 93 gi 
laumondii strain TTO1 16S ribosomal 


gi 


, 


Photorhabdus. 
725428 725485 39 93 gi 
akhurstii strain FRGO4 16S ribosomal 


Enterobacteriaceae; 


Enterobacteriaceae; Photorhabdus. 
819197 819254 39 93 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820702 820759 39 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
822213 822270 39 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
834570 834627 39 93 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


v 


gi 


836072 836129 39 93 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

845181 845238 39 


v 


93 gi 
ammaproteobacteria; Enterobacteriales; 
987515 987572 39 93 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
989095 989152 39 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
990675 990732 39 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
992246 992303 39 93 gi 


ammaproteobacteria; Enterobacteriales; 
1004485 1004542 39 93 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1006001 1006062 35 93 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 
1051786 1051843 39 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Oceanosp 


387794 Bacteria_16S 


662137 66364 


16S ribosomal RNA, partial sequence 689459 69096 


Gammaproteobacter 


716437 71796 


ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


721087 72261 


818049 81950 


819558 82101 


821061 82256 


16S ribosomal RNA, partial sequence 844000 84550 


987916 98944 


989496 99101 


6S ribosomal RNA, partial sequence 991068 99256 


265678607 
Enterobac 
265678589 


Enterobac 
265678588 
sequence 

ia; Entero 


265678570 


Enterobac 
265678568 
1 sequence 
eria; Caul 


265678567 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


265678500 


Enterobac 
265678499 


Enterobac 
265678498 


seudomonad 
265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 
roteobacte 


265678483 


Enterobac 
265678386 

98633 
cteriales; 
265678385 


Enterobac 
265678384 


Enterobac 
265678383 


Enterobac 
265678375 

10033 
Enterobac 
265678374 
al sequenc 
eria; Alte 


265678343 
10506 
irillales; 


1057687 1057784 1 93 gi 


ref|NR_028912.1 
7 Enterobacter 


Enterobacter cloacae 
cloacae Bacteria; 


teri 


teriaceae; Ente 


ref |NR_028894.1 
teriaceae; Citr 
ref |NR_028893.1 
691014 692520 
bacteriales; En 


ref|NR_028875.1 
8 Enterobacter 
teriaceae; Ente 
ref |NR_028872.1 

719632 721036 
obacterales; Ca 


ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Phot 
ref|NR_028870.1 
al sequence 


ref 
ial 


NR_028869.1 
sequence 


ref|NR_028803.1 


teri 
ref 


aceae; Kluy 
NR_028802.1 


teri 
ref 


aceae; Kluy 
NR_028801.1 


aceae; Pseudomon 
ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 

834947 
Sphingomona 
ref |NR_028786.1 
teriaceae; Samso 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
aceae; Kluyv 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref|NR_028645.1 
31 1052062 Marino 
Marinospirillum 


265678339 


xr 


bt 


u 


obacter; Enterobacter 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 
° 


bacter. 
Buttiauxella 
Buttiauxella 

erobacteriaceae; 


Enterobacter pyrinus 


pyrinus Bacteria; 
xr 


obacter. 
Asticcacaulis 
Asticcacaulis 

lobacteraceae; 


Photorhabdus temperata 


temperata Bacteria; 
° 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
Vi 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 
Vv 


era. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 

Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 

Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 

8 Pseudoalteromonas 
udoalteromonadaceae; 


Marinospirillum 
spirillum insulare 


ref|NR_028641.1 


Rhodopseudomonas 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 


rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Rhodopseudomonas. 


387794 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


387794 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
387794 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


387794 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


387794 Bacteria_16S 


ATCC 43969 16S ri 
Bacteria; Proteob 
387794 Bact 
ATCC 29909 16S ri 
Bacteria; Proteob 
387794 Bact 
ATCC 33641 16S ri 
Bacteria; Proteob 
387794 Bact 
ATCC 43970 
Bacteria; 


168 ri 
Proteob 


387794 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


387794 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


387794 Bacteria_16S 


subsp. ureaphilum 
facile subsp. ure 
Hyphomicrobium. 


eria_16S 


eria_16S 


eria_16S 


1068328 1068385 39 93 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078631 1078688 39 93 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1119484 1119541 39 93 gi 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
93 gi 
3 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobac 


v 
1145280 1145337 39 
rain CM 
cteria; 


1186059 1186116 39 93 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterob 
1187570 1187627 39 93 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterob 
1189081 1189138 39 93 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterob 
1190592 1190649 39 93 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1201222 1201279 39 93 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1309692 1309749 39 93 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


1311165 1311222 39 93 gi 
strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


387794 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


387794 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


387794 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


387794 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


387794 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


387794 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


387794 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


387794 Bacteria_16S 


strain IBS S6874 


Proteobacteria; G 


387794 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


1390290 1390347 39 93 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; Deltaprot 


1443489 1443546 39 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
1459923 1459980 39 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1467582 1467639 39 93 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
1496378 1496435 39 93 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1512816 1512873 39 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1553750 1553807 39 93 gi 

16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1571657 1571714 39 93 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1646350 1646407 39 93 gi 


ammaproteobacteria; Aeromonadales; Aer 
1667728 1667785 39 93 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


387794 Bacteria_16S 


strain 888-76 16S 


Sphingomonadales; 


1118333 11198 


1458766 14602 


1466484 14678 


1511717 15130 


16S ribosomal RNA, partial sequence 1645204 16466 


265678332 
ence 10672 


ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_027549.1 


265678324 
10775 
Sphingomon 
228716249 


erobacteriac 
NR_028008.1 
144133 114556 
udomonadales; Ps 


Ent 
ref 


cteriales; 

253680760 
quence 
teria; 


R 


Pse 
ref|NR_027546.1 


erobacteriac 
NR_027545.1 


Ent 
ref 


erobacteriac 
NR_027544.1 


Ent 
ref 


erobacteriac 
NR_027543.1 


Ent 
ref 


Enterobacteriac 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


es; Synerg 
228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


228716586 
sequence 
eobacteria 


ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


v 


224581426 

14423 
llales; Pa 
224581413 


ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref|NR_027194.1 


teri 
ref 


Enterobac 
224581408 


aceae; Xenor 
NR_027189.1 


a. 
219846691 
14952 
dales; Aer 
219878127 


ref|NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_025266.1 


steurellac 
219857220 
15525 
Enterobac 
219878156 
al sequenc 
teria; Aer 
219878446 


eae; Histophilus 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025585.1 


omonadacea 
219878430 

16665 
Enterobac 


e; Aeromonas. 

ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 


1672333 1672390 39 93 gi 
ribosomal RNA, partial sequence 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Pseudomonas 

1 Pseudomonas 

eudomonadaceae; 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 

Aminobacterium 
acterium colombiense DSM 
acterium. 

Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 

Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Actinobacillus scotiae 

bacillus scotiae 

ctinobacillus. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Histophilus somni 


77 Histophilus somni Bacteria; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 


219878427|ref|NR_025566.1 


Enterobacter cowanii 


1671187 1672548 Enterobacter cowanii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


387794 Bacteria_16S 


faecium Bacteria; 
Sphingobacterium. 
387794 Bacteria_16S 


Bacteroidetes; 


1714950 1715046 1 


1756177 1756234 39 


93 gi 
Sphin 


93 gi 


go. 


nce 


219878398 
faecium strain DSM 11690 16S ribosomal RNA, partial seque 
Sphingobacteria; bacteriales; 


219878369 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 17565 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


387794 Bacteria_16S 
alexandrii strain 


387794 Bacteria_16S 


strain HK85 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


387794 Bacteria_16S 


strain EDIV 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


387794 Bacteria_16S 


1828944 1829001 39 


C116-18 16S ribosomal RNA, partial se 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteri 


1876148 1876205 39 


1956675 1956732 39 


1988908 1988965 39 


Sphingomonadales; 


93 gi 


93 gi 
93 gi 


93 gi 


H 
qu 
a; 


st 


Sp 


ence 


alomonadaceae; 
219878317 


Rhodobacterales; 
219878284 
1874987 18764 
eurellac 
219878224 
1955571 19570 
hingomonadaceae; 
219878203 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


387794 Bacteria_16S 


proteamaculans strain DSM 4543 16S ribosomal RNA, parti 
proteamaculans Bacteria; 


Serratia. 
387794 Bacteria_16S 
strain DSM 30063 


387794 Bacteria_16S 


1990457 1990514 39 
Proteobacteria; 


1992005 1992062 39 


1993548 1993605 39 


Gammaproteobac 


93 gi 


93 gi 


93 gi 


E 


al 
te 


E 


ria; 


nterobac 
219878202 

sequenc 
Enterobacteriales; 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


219878200 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 19938 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


387794 Bacteria_16S 
strain DSM 12358 


387794 Bacteria_16S 


1995095 1995152 39 


1996631 1996688 39 


93 gi 


93 gi 


E 


E 


16S ribosomal RNA, partial sequence 1993927 19 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 19 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


387794 Bacteria_16S 
strain DSM 30118 


387794 Bacteria_16S 


1998176 1998233 39 


1999715 1999772 39 


16S ribosomal RNA, partial sequence 1997016 19 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


nterobac 
219878199 


954 


nterobac 
219878198 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragi 


Gammaproteobacteria; 
387794 Bacteria_16S 
proteus strain 42 
Bacteria; 
387794 Bacteria_16S 


Enterobacteriales; 


2001249 2001306 39 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enteroba 


2002784 2002841 39 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


387794 Bacteria_16S 


2004317 2004374 39 


93 gi 


E 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


387794 Bacteria_16S 


2005861 2005918 39 


93 gi 


E 


strain S3/2-161 16S ribosomal RNA, partial sequence 2004699 20 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


387794 Bacteria_16S 


2007407 2007464 39 


93 gi 


E 


strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


387794 Bacteria_16S 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 
Gammaproteobacter 


ferragutiae Bacteria; 
Buttiauxella. 
387794 Bacteria_16S 


2008951 2009008 39 
Proteobacteria; 


2010510 2010567 39 


93 gi 


93 gi 


E 


se 
ia 


quenc 


strain S1/6-571 16S ribosomal RNA, partial sequence 2009346 20 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


387794 Bacteria_16S 
strain ATCC 15260 


387794 Bacteria_16S 
strain LMG 317541 


387794 Bacteria_16S 


2016477 2016534 39 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


2026940 2026997 39 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


2028382 2028439 39 


Sphingomonadales; 


93 gi 


93 gi 


E 


Sp 


20 
hingo: 


om 


93 gi 


20 
onada 


969 

Enterobac 

93 gi| 219878197 
985 

Enterobac 

93 gi|219878196 
Enterobacteriaceae; Pragi 
93 gi| 219878195 
20000 

cteriales; 

93 gi| 219878194 


031 


nterobac 
219878193 


046 


nterobac 
219878192 


061 


nterobac 
219878191 


077 


nterobac 
219878190 


e 


; Entero 


219878189 


108 


nterobac 
219878185 


153 
mon 


219878178 


257 
cea 


219878177 


ref |NR_025537.1 
1713828 171532 
Sphingobact 


ref|NR_025508.1 


ref|NR_025456.1 
1827843 182926 
ref |NR_025423.1 
eae; Haemophilus 
ref|NR_025363.1 
16 Sphingomonas 
Sphingo 
ref |NR_025342.1 
teriaceae; 
ref |NR_025341.1 
e 1989290 199079 


ref |NR_025340.1 


teriaceae; Serra 
ref |NR_025339.1 


teriaceae; Serra 
ref |NR_025338.1 


teriaceae; Serra 
ref |NR_025337.1 


teriaceae; Rahne 
ref |NR_025336.1 


teriaceae; Prote 
ref |NR_025335.1 
a fontium Bacter 
a. 

ref |NR_025334.1 
Enterobacteriac 
ref |NR_025333.1 


teriaceae; Lemin 
ref |NR_025332.1 


teriaceae; Budvi 
ref |NR_025331.1 
96 Buttiauxella 
teriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 
2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 
teriaceae; Butti 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 

ref |NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 


Hyphomonadaceae; 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonas. 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


ila. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


50 Buttiauxella brennerae Bacteria; 


auxella. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Aeromonas popoffii 
nas popoffii Bacteria; 


ref |NR_025316.1 


Pectobacterium 


carotovorum subsp. odoriferum strain LMG 17566 16S ribosomal RNA, partial sequence 2027216 2028703 
Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 


Enterobacteriaceae; 


Pectobacterium. 


387794 Bacteria_16S 2117052 2117109 39 
elongatus strain DSM 681 
elongatus Bacteria; Prot 
Microbulbifer. 
387794 Bacteria_16S 


93 gi|219 
0 16S ribosomal RNA, partial sequ 
eobacteria; Gammaproteobacteria; 
2121585 2121642 39 93 gi|219 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 212190 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
387794 Bacteria_16S 2127697 2127754 39 93 gi|219 
microaerophila strain ALEN 1 16S ribosomal RNA, partial s 
microaerophila Bacteria; Proteobacteria; Gammaproteobacte 
Thioalkalispira. 
387794 Bacteria_16S 2138225 2138282 39 
salipaludis strain SM-1 

Bacteria; Proteobacteria 
387794 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; G 
387794 Bacteria_16S 
ATCC 43380 16S ri 
Proteobacteria; G 
387794 Bacteria_16S 
NCTC 5923 16S rib 
Proteobacteria; G 
387794 Bacteria_16S 


93 gi 
16S ribosomal RNA, partial sequ 
; Gammaproteobacteria; Alteromo 
2147227 2147284 39 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2239693 2239750 39 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241204 2241261 39 93 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242715 2242772 39 93 gi 
strain ATCC 33638 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
387794 Bacteria_16S 2244226 2244283 39 93 gi 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; Proteobacteria; Gammaprote 
Yersinia. 
387794 Bacteria_16S 


en 
na 


se 


E 


E 


ct 


Pp 
ob 


2350427 2350484 39 93 gi 
sulfonivorans strain S1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
387794 Bacteria_16S 2356566 2356623 39 93 gi 
dechloracetivorans strain SF3 16S ribosomal RNA, partia 
dechloracetivorans Bacteria; Proteobacteria; Deltaprote 
Desulfovibrionaceae; Desulfovibrio. 

387794 Bacteria_16S 2364221 2364278 39 
strain ATCC49733 
Proteobacteria; G 
387794 Bacteria_16S 
strain YKJ-16 16S 


en 
les; 
1 
obac 


93 gi 


ammaproteobacteria; Pasteurellales; Past 
2391499 2391556 39 93 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
387794 Bacteria_16S 2400550 2400607 39 93 gi|219857460|ref|NR_025048.1 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 240087 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyph 
Hyphomicrobium. 

387794 Bacteria_16S 2415983 2416040 39 93 gi|219857450|ref|NR_025038.1 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 241631 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
Desulfovibrio. 

387794 Bacteria_16S 2456940 2456997 39 93 gi|219857413|ref|NR_025001.1 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 245578 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; A 
Aeromonadaceae; Aeromonas. 

387794 Bacteria_16S 2458368 2458425 39 93 gi|219857411|ref|NR_024999.1 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 245870 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphi 
Sphingopyxis. 

387794 Bacteria_16S 2459858 2459915 39 93 gi|219857410|ref|NR_024998.1 


strain JSS-26 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
387794 Bacteria_16S 2461350 2461407 39 93 gi 
strain JSS-7 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; 

387794 Bacteria_16S 2462908 2462965 39 93 gi 
strain ATCC 33531 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
387794 Bacteria_16S 2502080 2502137 39 93 gi 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Legionellales; Legione 


Sphi 


Sphi 


cter 


ence 
Alteromo 


equence 
ria; 


219857643 
ce 21370 
dales; 
219857637 
2146078 21475 
udomonad 
219857573 
2238534 22399 
nterobac 
219857572 
2240045 22415 
nterobac 
219857571 


eriales; 
219857570 
artial s 
acteria; 


219857494 
ce 23493 


219857490 


sequence 


219857485 
16S ribosomal RNA, partial sequence 2363042 23645 
eurellac 
219857466 
2390343 23918 


2458757 24601 


219857409 
2460248 24616 


219857408 


219857381 


857657 |ref|NR_025246.1 
2115900 211739 


nadales; Altero 


857654 
7 Cedec 

Cedec 
857650 


ref 
ead 
ea. 
ref |NR_025239.1 

2126557 212798 
omatiales; Ecto 


NR_025243.1 
avisae Bact 


Chr 


ref|NR_025232.1 
73 2138564 Micro 
Alteromonadaceae 
ref|NR_025226.1 


acea 
ref 


e; Pseudomo 
NR_025161.1 


teri 
ref 


aceae; Yers 
NR_025160.1 


teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


22415 


ref |NR_025082.1 
35 2350745 Hypho: 
microbiaceae; H 
ref|NR_025078.1 

2355381 235691 
Desulfovibriona 


Hypho 


teria; 


ref|NR_025073.1 
eae. 


ref|NR_025054.1 


97 Sphingomonas 
adaceae; Sphingo 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 


ngomon 


ngomon 


24617 
iales; 


e 


it 


b 
i 


Microbulbifer 
0 Microbulbifer 


monadaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 
n 


as. 
Yersinia rohdei strain 


94 Yersinia rohdei Bacteria; 
ZT 


nia. 
Yersinia pestis strain 


05 Yersinia pestis Bacteria; 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Hyphomicrobium 


microbium sulfonivorans 
y 


phomicrobium. 

Desulfovibrio 
7 Desulfovibrio 
les; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Aeromonas salmonicida 
3 2457213 Aeromonas 
eromonadales; 


Sphingopyxis 
6 Sphingopyxis 


ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 

Raoultella planticola 
ella planticola 

eae; Raoultella. 


ref|NR_024969.1 
2500908 2502354 Legion 
llaceae; Legionella. 


Legionella waltersii 
ella waltersii Bacteria; 


387794 Bacteria_ 


granulomatis stra 
granulomatis Bact 


387794 Bacteria_ 
strain HPA92 16S 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain ATCC 51603 
Proteobacteria; 


strain CDC 0876-5 
Bacteria; 


strain CDC 2991-8 
Proteobacteria; 


Actinobacillus. 


387794 Bacteria_16S 
agariperforans st 
agariperforans Ba 


Reichenbachiella. 


387794 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


387794 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; 


strain JCM1679 16 
Proteobacteria; 


strain EJ2M-B 16S 
Proteobacteria; G 


387794 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


387794 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


387794 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


387794 Bacteria_16S 


stanieri strain A’ 
stanieri Bacteria 
Marinobacterium. 


387794 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


387794 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


strain JCM1240 16 
Proteobacteria; G 


387794 Bacteria_16S 


strain JCM1235 16 
Proteobacteria; G 


G 
387794 Bacteria_16S 
strain 177 16S ri 
G 
387794 Bacteria_16S 
strain P925 16S r 
G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


Proteob 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 
succinogenes stra 
succinogenes Bact 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


16S 2600682 2600739 39 93 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
16S 2602236 2602293 39 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603790 2603847 39 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2605344 2605401 39 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2620887 2620944 39 93 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2636015 2636072 39 93 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2637579 2637636 39 93 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2639158 2639215 39 93 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


Pa 
gi 


Pa 
gi 


2759231 2759288 39 93 gi 
rain KMM 3525 16S ribosomal RNA, parti 
cteria; Bacteroidetes; 
2763635 2763692 39 93 gi 
acteria; Gammaproteobacteria; Enteroba 
2765151 2765208 39 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766667 2766724 39 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2781841 2781898 39 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2816413 2816470 39 93 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2856158 2856215 39 93 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2865390 2865447 39 93 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


2866956 2867013 39 93 gi 
TCC 27130 16S ribosomal RNA, partial s 
; Proteobacteria; Gammaproteobacteria; 
2885677 2885734 39 93 

S ribosomal RNA, partial sequence 
lphaproteobacteria; 


gi 


Sphingomonadales; 
2928173 2928230 39 93 gi 
ATCC 19193 16S ribosomal RNA, partial 


2947882 2947939 39 93 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2949372 2949429 39 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


387794 Bacteria_16S 


strain JCM1237 16 


2950860 2950917 39 93 gi 


al 
ri 


2601060 26025 
st 


2602614 26041 
st 


2604168 26056 
st 


ct 


ue 
ri 


al 


Sphingobacteria; 


16S ribosomal RNA, partial sequence 2762542 27 
ct 


2763991 27 


2765507 27 


2780730 27821 
ot 


eq 
ia 


a; 


eq 


2884576 28858 
Sp 


se 
a; Proteobacteria; Gammaproteobacteria; 
387794 Bacteria_16S 


v 


2946729 29481 


2948221 29496 


S ribosomal RNA, partial sequence 


219857268 


a; 
219857267 


eurellac 
219857266 


eurellac 
219857265 


eurellac 
219857252 
26197 
Enterobac 
219857234 
26348 
eriales; 
219857233 
26364 
Enterobac 
219857232 
nce 
a; Paste 
219857147 
sequenc 
Sphin 


219857142 
639 
eriales; 
219857141 
654 
Enterobac 
219857140 
669 
Enterobac 
219857129 


richacea 
219856913 
uence 

Pseudo: 


’ 


219856887 
28549 
Enterobac 
219856881 
sequence 
Sphingo 


219856880 
uence 
Alteromon 


219856866 


hingomon 
219856838 
quence 
Oceanosp 
219856825 


Enterobac 
219856824 


Enterobac 
219856823 


sequenc 
Paste 


gob 


ref|NR_024899.1 
e 2599506 26010 
urellales; Past 
ref|NR_024898.1 


Mannheimia. 
NR_024897.1 


eae; 
ref 


Mannheimia 
NR_024896.1 


eae; 
ref 


Mannheimia 
NR_024883.1 


eae; 
ref 


teri 
ref 


aceae; 
NR_024862.1 


Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citro 
teriaceae; Citr 
ref |NR_024860.1 

2637974 263946 
urellales; Past 


ref|NR_024775.1 
e 2758107 275950 
acteriales; 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref |NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024757.1 


e; Thiothrix. 
ref |NR_024734.1 

2815260 281674 
monadales; Pseud 


ref |NR_024706.1 

85 2856506 Pseudo 

teriaceae. 

ref |NR_024700.1 
2864276 286573 

monadales; Sphin 


ref|NR_024699.1 
2865789 286730 
adales; Alteromo 


ref |NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref|NR_024644.1 


teriaceae; Serra 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 


0 
e 


36 2621149 Kluyve 
Kluyv 


42 2636362 Citrob 


b 
° 


e 


Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 
Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Reichenbachiella 
5 Reichenbachiella 


Flammeovirgaceae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Pseudomonas flectens 
monas flectens Bacteria; 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Marinobacterium 
5 Marinobacterium 


nadaceae; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Marinospirillum 

7 Marinospirillum 
ospirillum. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 


ref|NR_024642.1 


Enterobacter amnigenus 


2949709 2951157 Enterobacter amnigenus Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


387794 Bacteria_16S 
strain JCM1234 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
387794 Bacteria_16S 
strain JCM6051 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


cloacae complex. 


387794 Bacteria_16S 


2952361 2952418 39 


2953859 2953916 39 


2965891 2965948 39 


93 


93 


93 


strain S37 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
387794 Bacteria_16S 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
387794 Bacteria_16S 
in LMG 2274 16S ribosomal RNA, partial 
resinovorans Bacteria; 


resinovorans stra 


Pseudomonas. 


387794 Bacteria_16S 
ain DSM 50332 16S ribosomal RNA, partial 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


387794 Bacteria_16S 
rain ThAcOl 16S ribosomal RNA, partial 
sulfodismutans Bacteria; 


sulfodismutans st 


Desulfovibrio. 


387794 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


387794 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


387794 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


387794 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


387794 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


387794 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


387794 Bacteria_16S 


strain IFO 10550 
Proteobacteria; A 


387794 Bacteria_16S 


strain IFO 15498 
Proteobacteria; A 


387794 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; Sp 


387794 Bacteria_16S 


strain LMG 2142 1 
Proteobacteria; A 


387794 Bacteria_16S 
australicum strain IFAM ST1306 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteria; 
387794 Bacteria_16S 


australicum Bacte 


strain ATCC 13313 
Proteobacteria; G 


387794 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


2967432 2967489 39 


2972014 2972071 39 
Proteobacteria; 
2973529 2973586 39 
teria; Proteobacteria; 
3051048 3051105 39 


Proteobacteria; 


3124844 3124901 39 
ain DSM 
teria; 


3126333 3126390 39 
in DSM 
eria; 


3127802 3127859 39 
ZV-622 
ia; 


3129290 3129347 39 
n IFAM 
ria; 


3151840 3151897 39 
in KMS2 


eria; Proteobacteria; 


3197740 3197797 39 


93 


93 


Gammaproteobacteria; 


93 


Gammaproteobacteria; 


93 


Deltaproteobacteria; 


93 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


93 


5458 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


93 


93 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


93 


93 


gi| 219856822 


2951208 29526 
Enterobacteriaceae; 


gi| 219856821 


2952708 29541 
Enterobacteriaceae; 


gi| 219856812 


2964771 29662 
Sphingomonadales; 


gi| 219846946 


219846942 
sequence 


gi 
219846941 


gi 


219846888 
sequence 


gi 
219846839 


gi 


219846838 
sequence 


gi 


gi|219846837 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi| 219846836 


gi| 219846821 


16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Desul 


gi|219846790 


RB16-17 16S ribosomal RNA, partial sequence 


3209672 3209729 39 


lphaproteobacteria; 
3211164 3211221 39 


lphaproteobacteria; 
3218744 3218840 1 
ribosomal RNA, partial 
hingobacteria; 
3262520 3262577 39 


lphaproteobacteria; 
3264043 3264100 39 


3271612 3271669 39 


3273150 3273207 39 


387794 Bacteria_16S 


3312660 3312717 39 


a; Proteobacteria; Alphaproteobacteria; 


93 


93 


93 


sequence 


93 


93 


93 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


93 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


93 


strain BN6 16S ribosomal RNA, partial sequence 


Proteobacteria; A 


lphaproteobacteria; 


Sphingomonadales; 


gi|219846782 


16S ribosomal RNA, partial sequence 3208570 32100 
Sphingomonadales; 


gi|219846781 


16S ribosomal RNA, partial sequence 3210062 32115 
Sphingomonadales; 


gi|219846775 
3217640 32191 


Sphingobacteriales; Flammeovirgac 


gi|219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Sphingomonadales; 


219846745 
sequenc 
Rhizob 
219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846712 


gi 


gi 


gi 


gi 


Sphingomonadaceae; 


Pseudomonadales; 


sequence 2972376 29738 
Pseudomonadales; 


Desulfovibrionales; 


sequence 


Rhizobiales; 


Rhizobiales; Hyphomic 


Rhizobiales; 


sequence 3128192 31296 
Rhizobiales; Hyphomicr 


Sphingomonadaceae; 


Sphingomonadaceae; 


Sphingomonadaceae; 


ref|NR_024641.1 
57 Enterobacter 


ref|NR_024640.1 
29 Enterobacter 


ref |NR_024631.1 
22 Sphingopyxis 


ref|NR_026538.1 


ref |NR_026534.1 
2970861 297232 


ref |NR_026533.1 


8 


ref|NR_026480.1 
3049889 305136 


ref 
3 


NR_026431.1 
123738 312518 


ref|NR_026430.1 


125234 312665 


Ww 


ref 
3 


NR_026429.1 
126704 312814 
Hyphomicro 
NR_026428.1 
1 


ref 


ref|NR_026413.1 
150676 315218 


fovibrionales; D 


Ww 


ref 
3 


NR_026382.1 
196654 319807 


ref |NR_026374.1 
11 Sphingomonas 
Sphingo 
ref |NR_026373.1 
03 Sphingomonas 
Sphingo 
ref |NR_026367.1 
eae; Thermonema. 
ref |NR_026338.1 
78 Sphingomonas 
Sphingo 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 


Enterobacter gergoviae 


gergoviae Bacteria; 
Enterobacter. 


Enterobacter asburiae 


asburiae Bacteria; 
Enterobacter; 


Enterobacter 


Sphingopyxis chilensis 


chilensis Bacteria; 
Sphingopyxis. 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


Enterobacteriaceae; Dickeya. 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Hyphomicrobium 
3 Hyphomicrobium 


Hyphomicrobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Sandaracinobacter 
0 Sandaracinobacter 


Sphingomonadales; Sphingomonadaceae; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas . 
Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 

Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 


ref|NR_026304.1 


Sphingobium xenophagum 


3311548 3312985 Sphingobium xenophagum Bacteria; 


Sphingomon 


adaceae; Sphingo 


bium. 


387794 Bacteria_16S 


3314200 3314257 39 93 gi 


vietnamensis strain G3 100 16S ribosomal RNA, partial s 


vietnamensis Bacteria; 


Desulfovibrio. 


387794 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; 


strain CIP 7430 
Proteobacteria; 


strain DSM 50071 
Bacteria; 


strain ATCC 15712 
Bacteria; Proteob 


387794 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; 


strain EN 101 16S 
Proteobacteria; 


wasabiae strain S 
Bacteria; Proteob 


387794 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


387794 Bacteria_16S 


strain 1846 16S 


D 
G 
387794 Bacteria_16S 


Proteob 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


Proteobacteria; 


3489820 3489877 39 93 gi 


3613112 3613169 39 93 gi 
16S ribosomal RNA, partial sequence 


3629554 3629611 39 
16S ribosomal RNA, 


93 gi 
complete sequence 


3667813 3667870 39 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3669319 3669376 39 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670825 3670882 39 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3672333 3672390 39 93 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673841 3673898 39 93 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


3675346 3675403 39 93 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


387794 Bacteria_16S 
in BMA1 16S ribosomal RNA, partial seq 


thermophilus stra 
thermophilus Bact 


387794 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; 


porcinus strain N 
Bacteria; Proteob 


387794 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


387794 Bacteria_16S 


allosaccharophila 
allosaccharophila 
Aeromonas. 


387794 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


387794 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


387794 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


387794 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


387794 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; Sp 


387794 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; Sp 


387794 Bacteria_16S 


strain 848 16S ri 


G 


3678484 3678541 39 93 gi 
Deferribacteral 
93 gi 


Deferribacteres; 
3695095 3695152 39 


eria; 


3696531 3696588 39 93 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3768112 3768169 39 93 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


3813506 3813563 39 93 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


3824251 3824308 39 93 gi 
strain 536 16S ribosomal RNA, complete 
Bacteria; Proteobacteria; Gammaproteob 


3825782 3825839 39 93 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3906563 3906620 39 93 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


3914065 3914122 39 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3979503 3979560 39 93 gi 
16S ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 
3985386 3985443 39 93 gi 


93 gi 


hingobacteria; Sphingobacteriales; Fla 
4009235 4009292 39 93 gi 
bosomal RNA, partial sequence 


Deltaproteobacte 


6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales; 
387794 Bacteria_16S 


ammaproteobacteria; Aeromonadales; Aer 


acteria; Gammaproteobacteria; Pseudomo 


3668184 36696 


3669690 36711 


3674212 36756 


6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pa 
387794 Bacteria_16S 


3912908 39143 


6S ribosomal RNA, partial sequence 3984248 39856 


219846711 
equence 
ria; Desul 


219846583 


; Desulfur 
219846497 
36119 
omonadacea 
219846486 
36283 
nadales; P 
219846459 
36666 
cteriales; 
219846458 


Enterobac 
219846457 


Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


219846454 


Enterobac 
219846452 
uence 
es; Deferr 
219846441 


steurellac 
219846439 
ce 36953 
llales; Pa 
219846386 
sequence 

a; Desulfo 


219846354 
artial seq 
bacteria; 


219846347 
sequence 
acteria; P 
219846346 
38245 
llales; Pa 
219846291 
quence 
eria; Pseu 
219846285 


Enterobac 
219846239 
39784 
xibacterac 
219846235 


mmeovirgac 


ref|NR_026303.1 
3313036 331453 
fovibrionales; D 


ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026049.1 


teri 
ref 


aceae; Erwin 
NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 


ref|NR_026045.1 
teriaceae; Panto 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref |NR_026032.1 


eae. 
ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


ref 
uenc 
Aero 


NR_025945.1 
e 381232 
monadales; A 


ref |NR_025938.1 
3823071 382454 
asteurellales; P 


ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; A 
ref|NR_025881.1 
3905392 390691 
domonadales; Pse 


ref|NR_025875.1 
teriaceae; Xenor 
ref |NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 

ref|NR_025825.1 


eae; Roseivirga. 


219846217 


ref |NR_025807.1 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Aeromonas bestiarum 
nas bestiarum Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Deferribacter 

5 Deferribacter 

ferribacter. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Aeromonas 
7 3813828 Aeromonas 
eromonadaceae; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Avibacterium volantium 

terium volantium 

vibacterium. 
Pseudomonas 

8 Pseudomonas 

udomonadaceae; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Aeromonas molluscorum 


4008054 4009559 Aeromonas molluscorum Bacteria; 


387794 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


strain SEBR 2582 
Proteobacteria; D 
psittacicida stra 
psittacicida Bact 
Volucribacter. 


387794 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; G 


strain 4N13 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


387794 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; G 


strain B2 16S rib 
Proteobacteria; G 


multivorans strai 
Bacteria; Proteob 


strain IM1 16S ri 


eltaproteobacteria; 
387794 Bacteria_16S 
in Gerl. 236/81 16S ribosomal RNA, parti 


eria; Gammaproteobacteri 


eria; 


4057580 4057637 39 


4066740 4066797 39 


4124231 4124288 39 
Proteobacteria; 


4235604 4235661 39 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


4246109 4246166 39 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
387794 Bacteria_16S 


746542 746598 39 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellace 


747917 747973 39 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellace 


749292 749348 39 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellace 


750667 750723 39 
Proteobacteria; 


752042 752098 39 


ribosomal RNA, partial sequence 
ammaproteobacteria; 
387794 Bacteria_16S 


753417 753473 39 


osomal RNA, partial sequence 
ammaproteobacteria; 
387794 Bacteria_16S 
n DM13 16S ribosomal RNA, partial sequence 26607 
acteria; Alphaproteobacteria; Rhizobia 
387794 Bacteria_16S 


2661879 2661932 41 


2663260 2663313 41 


bosomal RNA, partial sequence 


Pseudomonadales; 


Pseudomonadales; 


93 gi 


TF-17 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; 
387794 Bacteria_16S 


93 gi 


16S ribosomal RNA, partial sequence 4065569 40669 
Desulfovibrionales; 


93 gi 


93 gi 


93 gi 
93 gi 
93 gi 
93 gi 


93 gi 


in 7N16 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


93 gi 


93 gi 
93 gi 


93 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


387794 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; G 


387794 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


strain Wai33 16S 


strain 1H 9 16S 


Proteobacteria; G 


387794 Bacteria_16S 
ain DSM 654 16S ribosomal RNA, partial 
Betaproteobacte 


saccharophila str 


saccharophila Bacteria; 
387794 Bacteria_16S 
strain L2 16S ribosomal RNA, partial sequence 


Proteobacteria; G 


387794 Bacteria_16S 
strain B62 16S ribosomal RNA, 


Proteobacteria; G 


strain ATH 2.2.1 
Proteobacteria; 


subsp. tularensis 
subsp. tularensis 
Francisella. 


387794 Bacteria_16S 


2990343 2990400 39 


3818107 3818159 44 


94 gi 


6S ribosomal RNA, partial sequence 2989207 29906 
ammaproteobacteria; Legionellales; Legionellacea 


93 gi 


16S ribosomal RNA, partial sequence 


3877300 3877356 39 


ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
387794 Bacteria_16S 


Deinococci; Thermales; 
215717 215773 39 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


2849917 2849941 39 

Proteobacteria; 
3268508 3268564 39 
3810350 3810408 39 
3961973 3961997 39 
14630 


14688 39 


strain B-38 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; 


79674 79731 39 


complete sequence 
ammaproteobacteria; Pseudomonadales; P 
387794 Bacteria_16S 


acteria; Epsilonproteobacteria; Campyl 
387794 Bacteria_16S 


92 gi 


Thermaceae; 


93 gi 


63 gi 


93 gi 
93 gi 


63 gi 


16S ribosomal RNA, partial sequence 3960828 39622 
Betaproteobacteria; Burkholderiales; Ru 
387794 Bacteria_16S 


94 gi 
Gammaproteo 


93 gi 


4234473 42358 


4244934 42463 


745469 74679 


746844 74816 


748219 74954 


750969 75229 
Moraxellace 


752344 75366 
Moraxellace 


2662145 26634 


3876152 38776 


214535 21600 


3267345 32688 
ammaproteobacteria; Legionellales; Leg 


3809177 38107 


219846182 
40564 


219846175 
Desulfov 
219846134 
al seque 
a; Paste 


219846045 


Enterobac 
219722938 


Enterobac 
265678549 


265678548 


265678547 


265678546 
Pseud 


265678545 


265678544 


219857216 


les; 
219857215 


locystacea 
219846930 


219846351 
38169 
obacterale 
219846311 


Thermus. 
265678919 


Halomonad 
219856891 
sequence 
ria; 
219846742 


219846356 


seudomonad 
219846251 


brivivax. 
265679054 


bacteria; 


Hyphomicrobiaceae; Me 


Burkholderiales; 


ref|NR_025772.1 


ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025724.1 
nce 412310 
urellales; 


ref|NR_025635.1 


teri 
ref 


aceae; Klebs 
NR_024570.1 


teriaceae; Esche 
ref |NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref|NR_028850.1 

749594 750918 
omonadales; Mora 


ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_024844.1 
58 2662094 Methyl 
ref |NR_024843.1 
e; Methylopila. 
ref |NR_026522.1 


e; Legionella. 
ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref|NR_025901.1 


ref|NR_029227.1 
aceae; Halomonas 
ref|NR_024710.1 

2848765 285026 
Coma: 
ref|NR_026334.1 
Legionella. 
ref |NR_025947.1 


aceae; Pseudomon 
ref|NR_025841.1 


ref|NR_029362.1 
13461 14981 


Thiotrichales; F 


265679011 


anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


Microbulbifer 


29 4057918 Microbulbifer maritimus 
Alteromonadaceae; 


Microbulbifer. 
Desulfovibrio longus 
longus Bacteria; 

ulfovibrio. 
Volucribacter 

3 4124536 Volucribacter 


Pasteurellaceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 


Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Acinetobacter tandoii 
tandoii Bacteria; 
r. 
Acinetobacter gerneri 
gerneri Bacteria; 
aa 
Acinetobacter bouvetii 
bouvetii Bacteria; 
vs 
Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 
re, 

Acinetobacter baylyi 
baylyi Bacteria; 

r. 

Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Thermus filiformis 


26 Thermus filiformis Bacteria; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Legionella lytica 


25 Legionella lytica Bacteria; 
ionellaceae; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


ref|NR_029319.1 
78587 79994 


Pseudomonas 
Pseudomonas 


387794 Bacteria_16S 90204 90262 39 94 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 

hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 

hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 

Thermodesulfobacterium. 

387794 Bacteria_16S 380916 380974 39 94 gi|265678801|ref|NR_029106.1| Lactobacillus 

delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 
Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 

Lactobacillus. 

387794 Bacteria_16S 414919 414977 39 94 gi| 265678778 |ref|NR_029083.1| Lactobacillus 

kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 

kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 788613 788671 39 94 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 

strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 

Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

387794 Bacteria_16S 807015 807073 39 94 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 


thermophilum stra 
thermophilum Bacteria; 


Thermodesulfobacteria; 


Thermodesulfobacterium. 


387794 Bacteria_ 
desulfuricans str 
desulfuricans Bacteria; 
387794 Bacteria_ 
strain TO-931 16S 


Firmicutes; 


Bacteria; 


Bacteroidetes; 


387794 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 


Clostridia; 
387794 Bacteria_ 
strain ATCC 25258 
Firmicutes; 
387794 Bacteria_ 
strain AJ2502 16S 
Sphingobacteria; 


ribosomal RNA, partial sequence 
Sphingobacteriales; 
1742426 1742484 39 94 


in 7 16S ribosomal RNA, partial sequence 
Thermodes 


1715372 17168 
Sphingobacteriaceae; 


80584 
ulfobacteriales; 


2 807361 Thermodesulfobacterium 
Thermodesulfobacteriaceae; 


16S 1059309 1059367 39 94 gi| 265678338 |ref|NR_028640.1| Deferribacter 
ain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 
16S 1101242 1101300 39 94 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 
16S 1526452 1526510 39 94 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 1716523 1716581 39 94 gi|219878397|ref|NR_025536.1| Pedobacter piscium 


65 Pedobacter piscium Bacteria; 
Pedobacter. 
ref 


Anaerobiospirillum. 


387794 Bacteria_ 


intestinalis Bacteria; 


gi 


219878379 
SM 11806 16S ribosomal RNA, partial sequence 


; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


NR_025518.1 
1741287 174278 


Anaerobiospirillum 
0 Anaerobiospirillum 
Succinivibrionaceae; 


16S 1838130 1838188 39 94 gi|219878310|ref|NR_025449.1| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
16S 1862439 1862497 39 94 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 


387794 Bacteria_ 


strain ME102 16S 
Proteobacteria; 


G 
387794 Bacteria_ 
hydrogeniphilum s 
hydrogeniphilum Bacteria; 


ribosomal RNA, partial sequence 


16S 2262688 2262746 39 94 gi 


Thermodesulfobacteria; 


Thermodesulfobacterium. 


387794 Bacteria_ 


16S 2270433 2270491 39 94 gi 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial 


azotonutricium Bacteria; 
387794 Bacteria_ 
kellyi strain BII 
Proteob 
387794 Bacteria_ 
strain LYP 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 
387794 Bacteria_ 
strain SR12 16S ribosomal RNA, partial sequence 
Clostridia; 
387794 Bacteria_16S 


Bacteria; 


Proteobacteria; 


Firmicutes; 


Spirochaetes; Spirochaetales; 


16S 2425218 2425276 39 94 gi 


16S 2473590 2473648 39 94 gi 


16S 2559291 2559318 67 94 gi 


Clostridiales; Eubacteriaceae; 
2705302 2705360 39 94 gi 


kitasatonis strain JCM 1039 16S ribosomal RNA, partial 


kitasatonis Bacteria; 
387794 Bacteria_16S 

fornicalis strain 
fornicalis Bacteria; 
387794 Bacteria_16S 


Firmicutes; Lactobacillales; 
3010112 3010170 39 94 gi 
Firmicutes; Lactobacillales; 


3057210 3057268 39 94 gi 


dextrinosolvens strain 0554 16S ribosomal RNA, partial 


dextrinosolvens Bacteria; 


Succinivibrio. 


387794 Bacteria_16S 
multipotens strai 
Proteob 
387794 Bacteria_16S 
propionica strain U-8 16S ribosomal RNA, partial sequence 


Bacteria; 


Proteobacteria; 


3079635 3079693 39 94 gi 


3081211 3081269 39 94 gi 


Thermo 


-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatial 


1861284 18627 
ammaproteobacteria; Oceanospirillales; 


sequence 


es; 


Ss; 


sequence 


Lactobacillaceae; 
219846917 
TV1018 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 
219846884 


sequence 


Gammaproteobacteria; Aeromonadales; 


lales; 


Oleiphilaceae; 
219857558 
train SL6 16S ribosomal RNA, partial sequence 
desulfobacteri 


219857553 


Spirochaetaceae; 
219857442 
24240 
Halothiobacillaceae; 
219857401 
2472404 24737 
Syntrophobacterale Syntrophaceae; 
219857338 
2558106 25596 
Eubacterium. 
219857185 


219846869 
n RH-8 16S ribosomal RNA, partial sequence 30784 
acteria; Deltaproteobacteria; Desulfurel 
219846868 a 
3080033 3081558 Desulfurella propionica 


20 Oleiphilus messinensis Bacteria; 
Oleiphilus. 
ref|NR_025146.1| Thermodesulfobacterium 
2261503 2262999 Thermodesulfobacterium 
ales; Thermodesulfobacteriaceae; 


ref|NR_025141.1] Treponema 
2269277 2270739 Treponema 
Treponema. 
ref |NR_025030.1| Halothiobacillus 
42 2425535 Halothiobacillus kellyi 
Halothiobacillus. 
ref|NR_024989.1| Smithella propionica 
74 Smithella propionica Bacteria; 
Smithella. 
ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 


ref |NR_024813.1 
2704122 270562 
Lactobacillu 
ref|NR_026509.1| Lactobacillus 
3008942 3010362 Lactobacillus 
Lactobacillus. 
ref|NR_026476.1| Succinivibrio 
3056079 3057541 Succinivibrio 
Succinivibrionaceae; 


Lactobacillus 
7 Lactobacillus 
Ss. 


ref|NR_026461.1] Desulfurella 
57 3079982 Desulfurella multipotens 
Desulfurellaceae; Desulfurella. 
ref|NR_026460.1| Desulfurella 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 


387794 Bacteria_16S 3082787 3082845 39 94 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 

387794 Bacteria_16S 3267090 3267148 39 94 gi| 219846743 |ref|NR_026335.1| Legionella drancourtii 
strain LLAP12 16S ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

387794 Bacteria_16S 3382838 3382896 39 94 gi|219846661|ref|NR_026253.1| Methylophaga 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 3383157 Methylophaga 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

387794 Bacteria_16S 3588708 3588766 39 94 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

387794 Bacteria_16S 3634125 3634183 39 94 gi| 219846483 |ref|NR_026075.1| Anaerobiospirillum 
succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

387794 Bacteria_16S 4096936 4097032 1 93 gi|219846155|ref|NR_025745.1] Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

387794 Bacteria_16S 4098422 4098518 1 93 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
387794 Bacteria_16S 4099878 4099974 1 93 gi|219846153|ref|NR_025743.1| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

387794 Bacteria_16S 4196292 4196350 39 94 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
387794 Bacteria_16S 5704 5761 39 93 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

387794 Bacteria_16S 7165 7222 39 93 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

387794 Bacteria_16S 8623 8680 39 93 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

387794 Bacteria_16S 10073 10130 39 93 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

387794 Bacteria_16S 17709 LITS3L 72 94 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 29992 30014 72 94 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 35968 36025 39 93 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

387794 Bacteria_16S 41966 42023 39 93 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

387794 Bacteria_16S 44967 45024 39 93 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

387794 Bacteria_16S 52717 52739 72 94 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

387794 Bacteria_16S 57224 57281 39 93 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

387794 Bacteria_16S 58724 58781 39 93 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

387794 Bacteria_16S 61790 61847 39 93 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


387794 Bacteria_16S 63259 63316 39 93 gi| 265679022 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
387794 Bacteria_16S 76771 76828 39 93 gi| 265679013 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Ch 
387794 Bacteria_16S 82655 82712 39 93 gi| 265679009 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 

387794 Bacteria_16S 107161 107218 39 93 gi| 265678991 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Hal 
387794 Bacteria_16S 111661 111718 39 93 gi| 265678988 


strain BR 16S rib 
Spirochaetes; Spi 


387794 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


387794 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


387794 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 


Pseudoalteromonas. 
387794 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


387794 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


387794 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


387794 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


387794 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


387794 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


387794 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


387794 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


387794 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


387794 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


387794 Bacteria_16S 


capsulatus strain 


Bacteria; Proteob 


387794 Bacteria_16S 


strain 40 16S rib 


Proteobacteria; G 


387794 Bacteria_16S 


osomal RNA, partial sequence 
rochaetales; 
113260 113282 72 94 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
114859 114881 72 94 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
128546 128603 39 93 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


gi 


131546 131603 39 93 

ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
149695 149717 72 94 gi 
bosomal RNA, partial sequence 


gi 


151264 151286 72 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
165113 165135 72 94 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; 
168230 168287 39 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
169754 169811 39 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
171230 171287 39 93 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
172739 172796 39 93 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
174248 174305 39 93 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
175756 175813 39 93 gi 


94 gi 


Lactobacillales; 


93 gi 


Vibri 
gi 

Vibri 
gi 

Vibri 
gi 


110499 11199 
Spirochaetaceae; Treponema 


112043 11359 


113641 11518 


130392 13190 


148511 15001 


167046 168502 Vibri 


168553 16998 


170036 17150 


171556 17300 


173054 174520 Vibri 


6S ribosomal RNA, partial sequence 174571 17599 


265678987 


s; Syntrop 
265678986 


s; Syntrop 
265678977 
e 12740 
nadales; P 


265678975 


ogenes. 
265678963 


265678950 


onaceae; V 
265678949 


onaceae; V 
265678948 


Oonaceae; V 
265678947 


rio. 
265678946 


Oo mi: 


o fi 


ref |NR_029330.1| Rhizobium sullae 

Rhizobium sullae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref |NR_029321.1] Chlorobaculum 

75652 77039 Chlorobaculum 
lorobiaceae; Chlorobaculum. 
ref|NR_029317.1| Pseudoalteromonas 

83011 Pseudoalteromonas antarctica 
seudoalteromonadaceae; 


Acetohalobium 
Acetohalobium 


ref |NR_029299.1 
106000 107471 

obacteroidaceae; Acetohalobium. 

ref|NR_029296.1| Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


ref|NR_029295.1| Syntrophus gentianae 
0 Syntrophus gentianae Bacteria; 
haceae; Syntrophus. 

ref|NR_029294.1| Syntrophus buswellii 
9 Syntrophus buswellii Bacteria; 
haceae; Syntrophus. 

ref|NR_029285.1| Pseudoalteromonas 

9 128819 Pseudoalteromonas espejiana 
seudoalteromonadaceae; 


ref |NR_029283.1 
2 Chrysiogenes 


Chrysiogenes arsenatis 
arsenatis Bacteria; 


ref|NR_029271.1| Clostridium rectum 
5 Clostridium rectum Bacteria; 


265678962|ref|NR_029270.1| Clostridium litorale 
150066 151566 Clostridium litorale Bacteria; 
Clostridium. 
265678953|ref|NR_029261.1| Lactobacillus 
sequence 163866 165437 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
265678951|ref|NR_029259.1| Vibrio mimicus strain 


micus Bacteria; Proteobacteria; 
ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 
ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 
ibrio. 
ref|NR_029256.1| Vibrio gazogenes 
3 Vibrio gazogenes Bacteria; 
ibrio. 
ref|NR_029255.1 
scheri Bacte 


Vibrio fischeri strain 
ria; Proteobacteria; 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

177241 177298 39 93 gi|265678945|ref|NR_029253.1| Photobacterium 
L1 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

183293 183315 72 94 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
bosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

195554 195611 39 93 gi|265678933|ref|NR_029241.1| Methylococcus 

Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 

214197 214254 39 93 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
osomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
ammaproteobacteria; Oceanospirillales; Marinomonas. 

220400 220422 72 94 gi|265678916|ref|NR_029224.1| Geobacillus 

kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 


kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 


387794 Bacteria_16S 
strain 40 16S rib 


223341 223398 39 
osomal RNA, partial sequence 


93 gi| 265678914 


222148 22363 


ref|NR_029222.1 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
387794 Bacteria_16S 255373 255430 39 93 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

387794 Bacteria_16S 261250 261307 39 93 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
387794 Bacteria_16S 273342 273399 39 93 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

387794 Bacteria_16S 318874 318931 39 93 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
387794 Bacteria_16S 342146 342168 72 94 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
387794 Bacteria_16S 353925 353982 39 93 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

387794 Bacteria_16S 355384 355441 39 93 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

387794 Bacteria_16S 362891 362948 39 93 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

387794 Bacteria_16S 370328 370385 39 93 gi| 265678808 |ref|NR_029113.1]| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

387794 Bacteria_16S 371774 371831 39 93 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

387794 Bacteria_16S 383932 383989 39 93 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

387794 Bacteria_16S 408611 408668 39 93 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

387794 Bacteria_16S 411751 411773 72 94 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 419435 419492 39 93 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

387794 Bacteria_16S 425644 425701 39 93 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

387794 Bacteria_16S 434951 435008 39 93 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

387794 Bacteria_16S 439594 439651 39 93 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

387794 Bacteria_16S 464033 464090 39 93 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
387794 Bacteria_16S 474807 474829 72 94 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

387794 Bacteria_16S 486976 487033 39 93 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

387794 Bacteria_16S 488547 488604 39 93 gi| 265678726 |ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

387794 Bacteria_16S 511612 511634 72 94 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
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bacteria; 

265678634 


cter. 
265678631 


Rhodospiri 
265678628 


cterium. 

265678625 
ence 63798 
nadales; X 


645365 645422 39 93 gi 
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520689 520746 39 93 gi|265678705|ref|NR_029010.1| Flavobacterium 
R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

522216 522273 39 93 gi|265678704|ref|NR_029009.1| Flavobacterium 
n R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

526827 526849 72 94 gi|265678701|ref|NR_029006.1| Anoxybacillus 
n R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

528342 528399 39 93 gi|265678700|ref|NR_029005.1| Enhydrobacter 

G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

529907 529929 72 94 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
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Caminibacter profundus 
profundus Bacteria; 


Deferribacter abyssi 
abyssi Bacteria; 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 
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Bacteria; 
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strain NVI 88/478 
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strain CCBAU 7190 
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subterraneus Bact 
Thermaerobacter. 
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strain J1 16S rib 
Proteobacteria; Alphaproteobacteria; 
387794 Bacteria_16S 


16S 649957 650014 39 93 gi|265678618|ref|NR_028923.1| Methylocapsa 
B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
acteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 
16S 655787 655844 39 93 gi|265678613|ref|NR_028918.1| Psychrobacter 
ain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
16S 660297 660354 39 93 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 
16S 667911 667968 39 93 gi| 265678604 |ref|NR_028909.1| Gluconacetobacter 
H4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
16S 677069 677126 39 93 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
bosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
nergistia; Synergistales; Synergistaceae; Anaerobaculum. 
16S 678628 678685 39 93 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
16S 680072 680129 39 93 gi|265678596|ref|NR_028901.1| Ochrobactrum 
n OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
16S 685965 686022 39 93 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
16S 687566 687588 72 94 gi| 265678591 |ref|NR_028896.1| Desulfosarcina 
80 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
16S 709863 709920 39 93 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
711421 711478 39 93 gi|265678575|ref|NR_028880.1| Moritella viscosa 
16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
728532 728589 39 93 gi|265678563|ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
733043 733100 39 93 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
1 RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
ia; Chromatiales; Chromatiaceae; Thiocapsa. 
734465 734522 39 93 gi| 265678559 |ref|NR_028863.1| Thiohalocapsa 
4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
acteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 
768559 768616 39 93 gi| 265678534 |ref|NR_028838.1| Devosia neptuniae 
osomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Rhizobiales; Hyphomicrobiaceae; Devosia. 
770122 770179 39 93 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 
794694 794751 39 93 gi|265678516|ref|NR_028819.1| Rhizobium loessense 
B 16S ribosomal RNA, partial sequence 793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
802481 802538 39 93 gi|265678511|ref|NR_028814.1| Thermaerobacter 
in C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
810117 810174 39 93 gi|265678506|ref|NR_028809.1| Pseudoalteromonas 
O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
825336 825393 39 93 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 
826838 826895 39 93 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
825713 827158 Bosea eneae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 
831560 831582 72 94 gi|265678492|ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
833112 833134 72 94 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 


Bacteria; 


387794 Bacteria_16S 840670 840692 72 94 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

387794 Bacteria_16S 842119 842176 39 93 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

387794 Bacteria_16S 843595 843652 39 93 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

387794 Bacteria_16S 851070 851092 72 94 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

387794 Bacteria_16S 867907 867964 39 93 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

387794 Bacteria_16S 870942 870999 39 93 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 

387794 Bacteria_16S 872420 872477 39 93 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

387794 Bacteria_16S 884388 884410 72 94 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

387794 Bacteria_16S 898085 898107 72 94 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

387794 Bacteria_16S 902720 902777 39 93 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

387794 Bacteria_16S 904230 904287 39 93 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

387794 Bacteria_16S 908819 908876 39 93 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

387794 Bacteria_16S 938249 938306 39 93 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

387794 Bacteria_16S 941336 941393 39 93 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

387794 Bacteria_16S 956868 956925 39 93 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

387794 Bacteria_16S 958479 958501 72 94 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

387794 Bacteria_16S 963107 963129 72 94 gi| 265678403 |ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

387794 Bacteria_16S 966124 966181 39 93 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

387794 Bacteria_16S 975320 975416 1 93 gi|265678394|ref|NR_028696.1| Lewinella persicus 
strain T-3 16S ribosomal RNA, partial sequence 974224 975642 Lewinella persicus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

387794 Bacteria_16S 998493 998515 72 94 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
387794 Bacteria_16S 1000005 1000027 72 94 gi| 265678378 |ref|NR_028680.1| Thiomicrospira 
chilensis strain Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
387794 Bacteria_16S 1001525 1001547 72 94 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 


strain JB-A2 16S 


ribosomal RNA, partial sequence 


1000320 1001783 Thiomicrospira frisia Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


387794 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; 


strain SB2B 16S r 
Proteobacteria; 


strain GP1ll 16S r 
Proteobacteria; 


199/55 16S riboso: 
Gammaproteobacter 


387794 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


387794 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


387794 Bacteria_16S 


strain SH22623 16 
thermophila strai 
Bacteria; Proteob 


lithotrophicum st 
lithotrophicum Ba 


387794 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


387794 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


387794 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


primoryensis stra 


primoryensis Bacteria; 
387794 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


tardaugens strain 
Bacteria; Proteob 


strain 21F-2 16S 


strain Y 16S ribo 


Alphaproteobacteria; 
387794 Bacteria_16S 
indonesiensis strain 5H-1 16S ribosomal RNA, partial se 
indonesiensis Bacteria; Proteobacteria; Alphaproteobact 


Acetobacter. 


387794 Bacteria_16S 


strain NBRC 13755 
Bacteria; 


Acetobacter. 


387794 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; 


Gammaproteobacteria; 
387794 Bacteria_16S 


1010497 1010554 39 
ibosomal 


1012044 1012101 39 
ibosomal 


1013541 1013598 39 
ibosomal 


1015037 1015094 39 
mal RNA, 
ia; Pseudomonadales; 

1016533 1016590 39 


ammaproteobacteria; 
1018030 1018087 39 
RNA, partial sequence 
ia; Pseudomonadales; 
1025746 1025803 39 


1030313 1030335 72 


1050295 1050352 39 


1054750 1054772 72 


1062318 1062375 39 


idetes; 


1063902 1063924 72 


1065416 1065473 39 


Proteobacteria; 


1066870 1066927 39 


1074237 1074294 39 


1080143 1080200 39 


1084608 1084665 39 


Sphingomonadales; 
1093868 1093925 39 


1095309 1095366 39 


1096753 1096810 39 


1111952 1112009 39 


1136102 1136159 39 


partial sequence 


93 


RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
387794 Bacteria_16S 


93 


RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
387794 Bacteria_16S 


93 


RNA, partial sequence 
Pseudomonadales; 


93 


Moraxellaceae; 


93 


ribosomal RNA, partial sequence 
Pseudomonadales; 


93 


1016889 1018335 Moraxella 


Moraxellaceae; Moraxella. 


93 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
387794 Bacteria_16S 


94 


93 


94 


93 


Sphingobacteriales; 


94 


93 


93 


93 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
387794 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadacea 


93 


93 


93 


16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhodospi 
387794 Bacteria_16S 
orleanensis strain NBRC 13752 16S ribosomal RNA, partia 
orleanensis Bacteria; Proteobacteria; Alphaproteobacter 


93 


93 


93 


strain YB1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


387794 Bacteria_16S 


1142201 1142258 39 


93 


gi 


1009316 10108 
hewanellaceae; 


gi 


1010904 10123 
hewanellaceae; 


gi 


1012401 10138 
oraxellaceae; 


gi 


gi 


1015393 10168 
M 


gi 


gi 


gi 


n I78 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
387794 Bacteria_16S 


gi 


rain 17S 16S ribosomal RNA, partial sequence 
cteria; Aquificae; Aquificales; 


Desulf 
gi 


in OK10 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Epsilonproteobac 


gi 


758 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


gi 


n TA-67 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclob 
387794 Bacteria_16S 
in KMM 3633 16S ribosomal RNA, partial 
Gammaproteobacte 


gi 


gi 


6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chro 
387794 Bacteria_16S 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
387794 Bacteria_16S 


gi 


Sphingomonadales; 


gi 


1079018 10804 


gi 


gi 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 1110771 11122 
Gammaproteobacteria; Alteromonadales; M 
387794 Bacteria_16S 


gi 


1134932 11363 
Gammaproteobacteria; Vibrionales; Vibri 


s 


s 


M 


1024681 10260 


265678371 


265678370 


265678369 


265678368 


1013897 1015342 Moraxella 
Moraxella. 


265678367 


265678366 


265678361 


265678358 
10291 
hales; Pis 
265678345 


265678341 
teria; 


265678336 

10611 
Chi 
265678335 


acillaceae 
265678334 
sequence 
ria; Ocean 
265678333 


matiaceae; 
265678328 
ence 10731 


265678323 


Acetobacte 
265678320 


e; Sphingo 
265678314 
quence 
eria; Rhod 
265678313 
10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


265678301 


oritellace 
253680766 


onaceae; V 


gi 


urobacteriaceae; 


Campylobacterales; 


ref|NR_028673.1 
Shewanella. 
ref|NR_028672.1 
Shewanella. 
ref|NR_028671.1 
Moraxella. 


ref |NR_028670.1 


ref |NR_028669.1 
Moraxella. 


ref|NR_028668.1 


ref |NR_028663.1 


ref|NR_028660.1 
cirickettsiaceae 
ref |NR_028647.1 

1049100 105058 
Balneariu 
NR_028643.1 
1053566 105500 


ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_028637.1 
1062699 106423 
; Alicyclobacill 
ref |NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref |NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028625.1 


raceae; Acetobac 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028616.1 
1092739 109419 
ospirillales; Ac 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref |NR_028614.1 

1095628 109707 
pirillales; Acet 
ref |NR_028602.1 
Moritella. 
NR_028014.1 


ae; 
ref 


ibrio. 


253680762 


witflariensis strain W-50 16S ribosomal RNA, partial sequence 


witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


Sphi 


ovis Bacteria; 


bovis Bacteria; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 
oraxellaceae; 


Moraxella bovis strain 
Proteobacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Thiomicrospira 


05 1030582 Thiomicrospira thermophila 


; Thiomicrospira. 
Balnearium 

0 Balnearium 

m. 

Sulfurimonas 

2 Sulfurimonas 

Helicobacteraceae; 


Chitinophaga 

ophaga japonensis 

hitinophaga. 
Alicyclobacillus 

1 Alicyclobacillus 

us. 

Marinomonas 

0 Marinomonas 

rinomonas. 

Rheinheimera pacifica 


pacifica Bacteria; 


Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Sphingobium amiense 
acteria; Proteobacteria; 


Acetobacter 
2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 

acter peroxydans 

; Acetobacter. 
Acetobacter 

0 Acetobacter 

obacteraceae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


ref|NR_028010.1 
1141076 114255 
ngomonadales; 


Sphingopyxis 
7 Sphingopyxis 


Sphingomonadaceae; 


387794 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


387794 Bacteria_16S 


strain MBIC3157 1 
Proteobacteria; G 


387794 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


387794 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


387794 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


387794 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


387794 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


387794 Bacteria_16S 


strain Esulfidel 


Proteobacteria; G 


387794 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


387794 Bacteria_16S 


temperatum strain 
temperatum Bacter 


387794 Bacteria_16S 


NS12 16S ribosoma 
Sphingobacteria; 


387794 Bacteria_16S 


strain A431 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


387794 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


387794 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


387794 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


387794 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


387794 Bacteria_16S 


owensensis OL 16S 


1143723 1143780 39 
in C6-1 
eria; P 


93 gi 
9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


1154214 1154271 39 
6S ribo 
ammapro 
1157341 1157363 72 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1177106 1177128 72 94 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1211877 1211934 39 93 gi 
rain Slthf2 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


93 gi 


teobacteria; Vibrionales; Vibri 
94 gi 


1213354 1213411 39 93 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1214847 1214904 39 93 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1216327 1216384 39 93 gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1232954 1233011 39 93 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1243551 1243608 39 93 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1249618 1249675 39 93 gi 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
1258543 1258600 39 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1264520 1264577 39 93 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; 
1270748 1270770 72 94 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 
1272206 1272228 72 


94 gi 


ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
Sedis; Caldicellulosiruptor. 

387794 Bacteria_16S 1306706 1306763 39 93 gi| 219846269 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Stark 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
387794 Bacteria_16S 1312704 1312761 39 93 gi| 228721465 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xant 
Xanthomonas. 

387794 Bacteria_16S 1325157 1325179 72 94 gi| 219878140 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoana 
Family III. Incertae Sedis; Caldicellulosiruptor. 

387794 Bacteria_16S 1340282 1340339 39 93 gi| 228721340 


Spirochaetales; 


qu 
ct 


qu 
a; 


Ru 


on 


s 
s 


v 


se 
ia 


, 


1 RNA partial sequence 1271016 1272493 Desul 
ia; Desulfobacterales; Desulfobacteraceae; Desul 
1276512 1276569 39 93 gi| 219846179 
LV4 16S ribosomal RNA, partial sequence 12753 
acteria; Gammaproteobacteria; Oceanospirillales; 
1302138 1302160 72 94 gi| 219846639 


tes; Clostridia; Thermoanaerobacterales; Thermoa 
losiruptor. 
1305248 1305270 72 94 gi|219846460 


1304017 13055 


253680761 
quence 
ria; 


253680754 
somal RNA, partial sequence 1153118 11545 
onaceae; 
228721492 
nce 
bacteriace 
228718376 
1175949 11773 
idiaceae; 
224581438 
seque 
teria; 


224581437 
1212209 1 
Halomonad 
224581436 
1213697 1 
Halomonad 
224581404 
16S ribosomal RNA, partial sequence 1215201 12166 
Halomonad 
219878271 
ence 
eria; 
219878114 
ence 


219857416 
1248510 1249867 Runel 
nella. 

219856813 
1257400 12588 
aceae; 
219846655 
equence 


219846400 
quence 


219846399 


Rhodo 


P 


11561 


nce 
Oce 


2136 


2151 


Rh 


Rhizobi 


Vv 


pirocha 


Desulf 


ref|NR_028009.1 

1142608 114408 
bacterales; Rhod 
ref|NR_028002.1 
hotobacterium. 
ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_027573.1 


Clostridium. 
ref |NR_027220.1 
1210750 121215 
anospirillales; 
ref|NR_027219.1 


acea 
ref 


e; Halomonas 
NR_027218.1 


acea 
ref 


e; Halomonas 
NR_027185.1 


aceae; Halomona 
ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_025004.1 
la zeae Bacteria 
ref|NR_024632.1 
ibrio. 
ref|NR_026247.1 

1263357 126483 
etaceae; Trepone 
ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref 
fone 
fonema. 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_026231.1 


NR_025990.1 
ma magnum Ba 


naerobacterales 


ref|NR_026051.1 
naerobacterales 


ref 
eya 


NR_025859.1 
novella Bact 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Streptobacillus 
obacillus moniliformis 
lus. 

Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Runella zeae strain 
Bacteroidetes; 


’ 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Treponema 
5 Treponema 
ma. 
Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Starkeya novella DSM 
eria; Proteobacteria; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


ref|NR_027605.1 
1339181 134062 


Magnetospirillum 
3 Magnetospirillum 


gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 


387794 Bacteria_ 
DSM 9799 16S ribo 
G 
387794 Bacteria_ 
diazotrophicus st 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 
Gluconacetobacter 
387794 Bacteria_ 


Proteobacteria; 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


387794 Bacteria_ 
gonidiaformans st 
gonidiaformans AT 
387794 Bacteria_ 
hamburgensis stra 
Proteob 


Bacteria; 


387794 Bacteria_ 
magneticus strain 
Proteob 


Bacteria; 


387794 Bacteria_ 
OT-1 16S ribosoma 
Fl 


Flavobacteria; 


387794 Bacteria_ 
silvestris strain 
Proteob 


Bacteria; 


387794 Bacteria_ 
denitrificans str 
denitrificans OS2 


Shewanella. 


387794 Bacteria_ 
RW1 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
387794 Bacteria_ 
ulvae strain UL12 
Proteob 
Pseudoalteromonas 
387794 Bacteria_ 
cibinongensis str 
cibinongensis Bac 


Bacteria; 


Acetobacter. 


387794 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


387794 Bacteria_16S 


maritimus strain 
Bacteria; 


Lysobacter. 


387794 Bacteria_16S 


strain M1063U/93 
Proteobacteria; 


profundus strain 


Bacteria; 


Proteobacteria; 


Psychrobacter. 


387794 Bacteria_16S 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 


Proteob 
387794 Bacteria_16S 
antibioticus stra 
antibioticus Bact 


G 
387794 Bacteria_16S 


Deinoco 
387794 Bacteria_16S 
strain R7 16S rib 
G 
387794 Bacteria_16S 
doudoroffii strai 
doudoroffii Bacte 
387794 Bacteria_16S 
pacificensis stra 
pacificensis Bact 


16S 1343443 1343500 39 93 gi 
ammaproteobacteria; Alteromonadales; F 
16S 1354059 1354116 39 93 gi 


rain PAl 5 16S ribosomal RNA, partial 


16S 1355674 1355731 39 93 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


16S 1358643 1358665 72 94 gi 
rain ATCC 25563 16S ribosomal RNA, par 
Cc 25563 Bacteria; Fusobacteria; Fusob 
16S 1365981 1366038 39 93 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
16S 1369162 1369219 39 93 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
16S 1375268 1375325 39 93 gi 
1 RNA, partial sequence 
avobacteriales; 
16S 


Flavobacteriaceae; Kor 
1381219 1381276 39 93 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
16S 1385793 1385850 39 93 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 
16S 1400705 1400762 39 
RNA, partial sequence 


93 gi 
Sphingomonadales; 
1403699 1403756 39 93 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 


16S 


16S 1406673 1406730 39 93 gi 
ain 4H-1 16S ribosomal RNA, partial se 


teria; Proteobacteria; Alphaproteobact 


1408136 1408193 39 93 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1423383 1423440 39 93 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1429599 1429656 39 93 gi 
in USAM 3C 16S ribosomal RNA, partial 

eria; Proteobacteria; Gammaproteobacte 
1431131 1431188 39 93 gi 
ammaproteobacteria; Pasteurellales; Pa 
1437293 1437350 39 93 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1446543 1446600 39 93 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1455591 1455648 39 93 gi 
n MBIC1298 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
1470639 1470696 39 93 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


somal RNA, partial sequence 1342254 1343799 Ferri 


1374101 1375614 


1399580 1401060 Sphin 


16S ribosomal RNA, partial sequence 1429972 1 


e 


14453911 
oraxel 


228721107 


errimonada 
228720330 

sequence 

teobacteri 


228720264 
artial seq 
mmaproteob 


228720055 
tial seque 
acteriales 
228719040 
ence 13648 
les; Brady 
228718692 
ence 13679 
ibrionales 
228717906 
Kordi 


, 


, 


a 
dia. 
228717274 
ce 13801 
les; Beije 
228716834 
equence 

eobacteria 


, 


228715353 


Sphingomon 
219857444 
14026 
nadales; P 
219857143 
quence 


eria; Rhod 


219846657 
artial seq 
acteria; S 


224581443 
ence 14222 
nadales; M 
224581439 
sequence 

ria; Xanth 


224581435 
4314 
steurellac 
224581430 
14361 
hermaceae; 
224581423 
4468 
lace 
224581417 
sequence 

ia; Aeromo 
224581406 
1 sequence 
ria; Pseud 


oO 


ae 


na 


1482870 1482892 72 94 gi 


219878151 


ref 
mona 
ceae 
ref 
1352934 13544 


ref 
uenc 
acte 


ref 
nce 
Fu 
ref 
67 1366328 Nitro 
rhiz 
ref 
77 1369516 Desulf 
De 
ref 


al 


ref 
15 1381523 Methyl 
rinc 
ref 
1384632 13861 


Al 


ref 
gomo 
adac 
ref 
05 1403959 Pseud 
seud 


ref 
1405568 14069 
ospi 


ref 
uenc 
phin 


ref 
15 1423690 Psych 
orax 
ref 
1428427 14299 
omon 


ref 
66 Phocoenobacter uteri Bacteria; 
eae; 
ref 
36 1437633 Oceani 


ce 


ref 
81 Psychrobacter 


v 


ref 
1454432 145591 


da 


ref 
1469465 147099 
omon 


NR_027602.1 
s balearica 
; Ferrimonas 
NR_027591.1 
1 
hodospirill 


NR_027590.1 
e 135446 
ria; Vibrio 


NR_027588.1 

135754 
sobacteriace 
NR_027578.1 
b 
obiaceae; Ni 
NR_027575.1 


sulfovibrion 
NR_027568.1 
gicida OT-1 


NR_027561.1 


kiaceae; Met 
NR_027556.1 
3 
teromonadale 
NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_025032.1 
° 
oalteromonad 
NR_024771.1 
8 
rillales; Ac 


NR_026249.1 
e 140703 
gomonadales; 
NR_027225.1 
xr 
ellaceae; Ps 
NR_027221.1 
2 
it 


adales; Xan 


NR_027217.1 


Phocoenobac 
NR_027212.1 


anithermus. 
NR_027204.1 


Psychrobacte 
NR_027198.1 


les; Aeromon 
NR_027187.1 


adales; Mora 


ref 


a 


n 


Ferrimonas balearica 
DSM 9799 Bacteria; 
Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 
Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


Methylocella 
ocella silvestris BL2 
hylocella. 
Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Sphingomonas wittichii 
i RW1 Bacteria; 

monas. 
Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Psychrobacter 

obacter maritimus 

ychrobacter. 
Lysobacter 

1 Lysobacter 

homonadaceae; 


Phocoenobacter uteri 


ter. 
Oceanithermus 
thermus profundus 


Psychrobacter arenosus 
arenosus Bacteria; 

Tiss 

Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 
Psychrobacter 

0 Psychrobacter 
xellaceae; 


NR_025290.1 
148170 


Fusobacterium 
3 1483108 Fusobacterium 


nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; 


Fusobacterium. 
387794 Bacteria_16S 1485825 1485882 39 93 gi 
tianshanense strain A-1BS 16S ribosomal RNA, partial se 
tianshanense Bacteria; Proteobacteria; Alphaproteobacte 
Mesorhizobium. 
387794 Bacteria_16S 1487338 1487395 39 93 

strain SO2 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhizobiales; 
387794 Bacteria_16S 1493391 1493448 39 93 

strain SA35 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhizobiales; 
387794 Bacteria_16S 1503803 1503860 39 93 

strain USDA 9030 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
387794 Bacteria_16S 1515782 1515839 39 93 gi 
septentrionale strain SDW 014 16S ribosomal RNA, partia 
septentrionale Bacteria; Proteobacteria; Alphaproteobac 
Mesorhizobium. 
387794 Bacteria_16S 


gi 
Rhizobi 
gi 


Xanth 
gi 


1 


1555326 1555348 72 94 gi 
ayderensis strain AB04 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybac 
387794 Bacteria_16S 1562743 1562765 72 94 gi 
kestanbolensis strain K4 16S ribosomal RNA, partial seq 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacill 
387794 Bacteria_16S 1565597 1565619 72 94 gi 
goodfellowii strain LB57 16S ribosomal RNA, partial seq 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobact 
387794 Bacteria_16S 1570120 1570177 39 93 gi 
lusatiensis strain S1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
387794 Bacteria_16S 1573136 1573193 39 93 gi 
faecalis strain gc 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
387794 Bacteria_16S 1580726 1580783 39 93 gi 
americanum strain CFNEI 156 16S ribosomal RNA, partial 
americanum Bacteria; Proteobacteria; Alphaproteobacteri 
Sinorhizobium/Ensifer group; Sinorhizobium. 

387794 Bacteria_16S 1582236 1582293 39 93 gi 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, parti 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacte 
387794 Bacteria_16S 1588493 1588515 72 94 gi 
strain LMG 21727 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococ 
387794 Bacteria_16S 1608510 1608567 39 93 gi 
decolorationis strain S12 16S ribosomal RNA, partial se 
decolorationis Bacteria; Proteobacteria; Gammaproteobac 
Shewanella. 
387794 Bacteria_16S 


nc 
il 


ue 
ac 


ue 
er 


ce 
le 


le 


se 
a; 


al 
ri: 


cu 


qu 
te 


1628042 1628099 39 93 gi 
frigoris strain R-9014 16S ribosomal RNA, partial seque 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriale 
387794 Bacteria_16S 1629533 1629590 39 93 gi 
strain T4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
387794 Bacteria_16S 1634138 1634195 39 93 gi 
litoralis strain DSM 15406 16S ribosomal RNA, partial s 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria 
387794 Bacteria_16S 1647814 1647871 39 93 gi 
strain DSM 5901 1 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
387794 Bacteria_16S 1649311 1649368 39 93 gi 
DSM 5900 16S ribo 
Alphaproteobacter 


ne 
S; 


ri 


eq 


v 


Ac 


ia; Rhodospirillales; Acetobacteraceae; 


387794 Bacteria_16S 1650802 1650859 39 93 gi 
VKM B1479 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
387794 Bacteria_16S 1653888 1653945 39 93 gi 
strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


ob 


an 


219857250 
qu 
ol 


219857235 
1486230 14876 


219846714 
1492298 14937 
ob 
219846475 
16S ribosomal RNA, partial sequence 1502684 15041 
bi 
219878113 
te 


219857209 


219846143 


219846059 


219878173 


219857383 


219878491 


219878490 
219878486 
16S ribosomal RNA, partial sequence 1587284 15887 


219878471 


219878458 
219878457 
1628419 16298 
219878454 
219878444 
6S ribosomal RNA, partial sequence 1646706 16481 


219878443 
somal RNA, partial sequence 1648203 1649649 Stell 


219878442 
1649700 16511 


219878439 
1652728 16542 


Fusobacteriales; 


ref |NR_024880.1 
1484704 148617 
biales; Phyllob 


ence 
a; Rhizo 


ref|NR_024863.1 


Rhizobium/Agrobac 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref |NR_026067.1 


aceae; 


acterace 


Rhizobium/Agrobac 
ref|NR_025252.1 
1514694 151610 


zobiales; Phyllo 


aceae; 


sequence 
ria; Rhi 


ref|NR_024837.1 
e 1554124 1555535 Anoxyb 


lus. 


ref |NR_025733.1 
1561538 156291 
xybacillus. 
ref |NR_025649.1 
1564412 156589 
usobacteriaceae; 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_025251.1 
1579624 158106 


ales; Rhizobiace 


nce 
eae; Ano 
nce 
iales; F 
15690 
s; Phyll 
15720 
Ss; Brady 
quence 
Rhizobi 


ref|NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025625.1 
92 Enterococcus 


sequenc 
a; Rhodo 


s. 
ref|NR_025610.1 

1607365 160881 
eromonadales; Sh 


ence 
ria; Alt 


ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025583.1 


16269 
Flavoba 


e 


nckiacea 7 
uence 
Aeromona 


etobacterace 
ref 


a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 
Stella. 
ref|NR_025581.1 
acteraceae; 
ref 


Labrys. 
NR_025578.1 
thomonad 


aceae; Thermomon 


387794 Bacteria_16S 1655435 1655492 39 93 gi 
strain R-10289 16S ribosomal RNA, partial sequence 


219878438 
1654275 1655771 Thermomonas fusca Bacteria; 


a 


Fusobacteriaceae; 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Xanthobacter agilis 


agilis Bacteria; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Defluvibacter 
ibacter lusatiensis 
efluvibacter. 
Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Sinorhizobium 
0 Sinorhizobium 
ae; 


Rhodovarius 
8 Rhodovarius 


Enterococcus italicus 


italicus Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Flavobacterium 
acterium frigoris 
obacterium. 
Methylocella tundrae 


tundrae Bacteria; 


Oceanisphaera 

9 Oceanisphaera 
aceae; Oceanisphaera. 
Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 


ref|NR_025577.1 


Thermomonas fusca 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 


387794 Bacteria_16S 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhiz 


387794 Bacteria_16S 


1656944 1657001 39 


1658494 1658551 39 


93 


93 


gi| 219878437 


gi|219878436 


ref|NR_025576.1| Ochrobactrum 

1655822 1657274 Ochrobactrum 
obiales; Brucellaceae; Ochrobactrum. 
ref|NR_025575.1| Vibrio fortis strain 


CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


387794 Bacteria_16S 


strain 75-80 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 


387794 Bacteria_16S 


1660048 1660105 39 


1685946 1685968 72 


93 


94 


strain 4-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


387794 Bacteria_16S 


CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


387794 Bacteria_16S 


strain KMM 241 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 


387794 Bacteria_16S 


echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 
echinoides Bacteria; Proteobacteria; Alphaproteobacteri 


387794 Bacteria_16S 


strain OSBAC1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


387794 Bacteria_16S 


1699765 1699822 39 


1701312 1701369 39 


1704383 1704440 39 


1708945 1709002 39 


1719599 1719656 39 


93 


93 


93 


93 


93 


strain A37 16S ribosomal RNA, partial sequence 


Bacteroidetes; Sphingobacteria; 


387794 Bacteria_16S 


strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 17214 
Fusobacteria; Fusobacteriales; 


387794 Bacteria_16S 


1721175 1721197 72 


1722665 1722722 39 


Sphingobacteriales; 


94 


Fusobacteriaceae; 


93 


strain NF11 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


387794 Bacteria_16S 


1724206 1724263 39 


93 


strain NF23 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


387794 Bacteria_16S 


1737818 1737875 39 


93 


strain RB-8 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 


387794 Bacteria_16S 


strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 


387794 Bacteria_16S 


strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 


387794 Bacteria_16S 


agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Altero 


agarivorans Bacteria; 
Pseudoalteromonas. 
387794 Bacteria_16S 


strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 17774 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


387794 Bacteria_16S 


strain : LMG 20969 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


387794 Bacteria_16S 


R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


387794 Bacteria_16S 


15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


387794 Bacteria_16S 


strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


387794 Bacteria_16S 


strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


387794 Bacteria_16S 


LMG 19981 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


387794 Bacteria_16S 


1750024 1750081 39 


1751516 1751573 39 


1754617 1754674 39 


1777199 1777256 39 


1784744 1784801 39 


1792307 1792364 39 


1795336 1795393 39 


1796820 1796877 39 


1798375 1798432 39 


1815259 1815316 39 


1826052 1826109 39 


93 


93 


93 


93 


93 


93 


1791138 1792572 Vibri 


93 


1794167 1795601 Vibri 


93 


93 


93 


93 


Cetobacterium. 


gi| 219878435 
1658880 16603 


gi|219878418 
1684753 16861 


gi|219878408 
gi|219878407 
1700153 17016 
gi|219878405 
gi|219878402 
1707781 17092 


gi| 219878395 
1718445 17199 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 


ref|NR_025557.1| Bacillus aeolius 
55 Bacillus aeolius Bacteria; 


ref|NR_025547.1| Vibrio pomeroyi strain 
© pomeroyi Bacteria; Proteobacteria; 


ref|NR_025546.1| Glaciecola mesophila 
51 Glaciecola mesophila Bacteria; 


eromonadaceae; Glaciecola. 


ref|NR_025544.1| Methylocystis 
1703281 1704687 Methylocystis 


a; Rhizobiales; Methylocystaceae; Methylocystis. 


ref|NR_025541.1| Rheinheimera baltica 
61 Rheinheimera baltica Bacteria; 
Rheinheimera. 
ref|NR_025534.1| Pedobacter cryoconitis 
39 Pedobacter cryoconitis Bacteria; 


Sphingobacteriaceae; Pedobacter. 


gi|219878394 
gi| 219878393 
1721510 17230 


gi|219878392 
1723051 17245 


gi|219878383 
1736673 17381 
gi|219878374 


gi|219878373 


gi|219878370 


gi|219878352 


gi| 219878347 


17835 


gi|219878341 


gi| 219878339 


gi| 219878338 


gi|219878337 


gi|219878326 
1814099 18155 


ref |NR_025533.1| Cetobacterium somerae 
59 Cetobacterium somerae Bacteria; 


ref|NR_025532.1| Psychrobacter luti 
00 Psychrobacter luti Bacteria; 

ae; Psychrobacter. 

ref|NR_025531.1| Psychrobacter fozii 
41 Psychrobacter fozii Bacteria; 

ae; Psychrobacter. 

ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 


ref|NR_025513.1|] Acetobacter malorum 

60 Acetobacter malorum Bacteria; 

raceae; Acetobacter. 

ref|NR_025512.1| Acetobacter cerevisiae 

52 Acetobacter cerevisiae Bacteria; 

raceae; Acetobacter. 

ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 

monadales; Pseudoalteromonadaceae; 


ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 
ibrio. 
ref|NR_025486.1| Halomonas muralis 
87 1785079 Halomonas muralis Bacteria; 
aceae; Halomonas. 
ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 


ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 
ibrio. 
ref|NR_025465.1| Fulvimonas soli strain 
95 Fulvimonas soli Bacteria; 

aceae; Fulvimonas. 


gi|219878319 


marincola strain KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


ref|NR_025458.1] Psychrobacter 
1824887 1826314 Psychrobacter 


387794 Bacteria_16S 


submarinus strain 
submarinus Bacter 


strain VenChi2 16 
Fusobacteria; Fus 


387794 Bacteria_16S 
6S ribosomal RNA, partial sequence 1838512 18400 
Lactobacillaceae; 


strain DSM 5661 1 
Firmicutes; Lacto 


387794 Bacteria_16S 


strain vc 5 16S r 


livingstonensis s 
livingstonensis B 
Shewanella. 


387794 Bacteria_16S 
n A50-7-3 16S ribosomal RNA, partial s 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


387794 Bacteria_16S 
ribosomal RNA, partial sequence 


strain SE3104 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
387794 Bacteria_16S 
ain LMG 21861 16S ribosomal RNA, parti 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


387794 Bacteria_16S 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
387794 Bacteria_16S 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


israelensis strai 
Bacteria; Proteob 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


387794 Bacteria_16S 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


387794 Bacteria_16S 
16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 


strain LMG 21857 


Proteobacteria; G 


387794 Bacteria_16S 
ibosomal RNA, partial sequence 


strain 3S-1 16S r 
Firmicutes; Bacil 


387794 Bacteria_16S 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 


strain LUH4616 16 
Proteobacteria; G 


387794 Bacteria_16S 


schindleri strain 
schindleri Bacter 


chacoense strain 
Bacteria; Proteob 


strain DSM 5651 1 
Proteobacteria; D 


Bacteria; Proteob 


strain DSM 12654 
Firmicutes; Bacil 


387794 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


strain 2674 16S r 
Proteobacteria; G 


1827530 1827587 39 
KMM 225 16S ribosomal 


1832086 1832108 72 


obacteriales; 
1839729 1839751 72 


bacillales; 
1845851 1845908 39 
1847377 1847434 39 
acteria; 
1850459 1850516 39 
ria; Proteobacteria; 


1851944 1852001 39 


1860897 1860954 39 
teria; Proteobacteria; 


1863946 1864003 39 


1865528 1865585 39 


1868597 1868654 39 


1870058 1870115 39 


1871660 1871682 72 


lales; Bacillaceae; 


1873169 1873226 39 


1888616 1888673 39 
LUH5832 16S ribosomal 


1890104 1890161 39 


PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
387794 Bacteria_16S 


1896369 1896391 72 


1905169 1905226 39 


1912526 1912548 72 


lales; Planococcaceae; 


1913989 1914046 39 


pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
387794 Bacteria_16S 


1929438 1929495 39 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 


387794 Bacteria_16S 
strain 2693 16S ribosomal RNA, partial sequence 


1930974 1931031 39 


ia; Proteobacteria; Gammaproteobacteri 
387794 Bacteria_16S 
S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
387794 Bacteria_16S 
train NF22 16S ribosomal RNA, partial 
Proteobacteria; 


ia; Proteobacteria; Gammaproteobacteri 
387794 Bacteria_16S 


93 gi|219878318|ref|NR_025457.1| Psychrobacter 
RNA, partial sequence 1826365 1827792 Psychrobacter 
a; Pseudomonadales; Moraxellaceae; Psychrobacter. 
94 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
1830898 1832407 Ilyobacter insuetus Bacteria; 
Ilyobacter. 
94 gi| 219878309 |ref|NR_025448.1| Lactobacillus hamsteri 


eromonad 
94 gi|219878287 
1870444 18719 
Geobacillus. 
93 gi| 219878286 
1872026 18734 


oraxellace 
219878273 
quence 

a; 
219878272 
e 18889 
les; Phyll 
219878267 


93 gi 
RNA, partial se 


93 gi 


94 gi 


6S ribosomal RNA, partial sequence 1895145 18966 
eltaproteobacteria; Desulfobacterales; 
387794 Bacteria_16S 
limnaeus strain A26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
387794 Bacteria_16S 


Desulfoba 
219878260 
19040 
ales; Chro 
219878255 


93 gi 


94 gi 


16S ribosomal RNA, partial sequence 1911333 19128 


Ureibacillus. 
93 gi| 219878253 
19128 
nadales; M 
gi|219878242 
1928261 19297 
oritellace 
219878241 


93 


93 


gi 


Pseudomonad 


21 Lactobacillus 


93 Glaciecola po 
aceae; 
ref |NR_025426.1 
75 Geobacillus v 


ref|NR_025425.1 
90 Acinetobacter 
ae; 
ref|NR_025412.1 
ales; 
ref|NR_025411.1 
88 1890453 Mesor 
obacteriaceae; 

ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desu 
ref |NR_025399.1 
81 1905405 Thioa 
matiaceae; Thio 
ref |NR_025394.1 
21 Ureibacillus 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 


Glaciecol 


Acinetobacte 


1887472 188893 
Moraxe 


h 


M 


1 


1 
a 


hamsteri Bacteria; 


Lactobacillus. 
93 gi|219878305|ref|NR_025444.1| Maricaulis virginensis 
1844748 1846167 Maricaulis virginensis Bacteria; 
yphomonadaceae; Maricaulis. 

93 gi|219878304|ref|NR_025443.1| Shewanella 

sequence 1846218 1847712 Shewanella 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
93 gi|219878302|ref|NR_025441.1| Thermomonas 
equence 1849299 1850798 Thermomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
93 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 
1850849 1852130 Roseospira navarrensis Bacteria; 
Rhodospirillaceae; Roseospira. 

93 gi|219878294|ref|NR_025433.1| Alteromonas 

al sequence 1859752 1861233 Alteromonas 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

93 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
nce 1862771 1864302 Chromohalobacter israelensis 
irillales; Halomonadaceae; Chromohalobacter. 

93 gi|219878291|ref|NR_025430.1| Chromohalobacter 

sequence 1864353 1865884 Chromohalobacter 
a; Oceanospirillales; Halomonadaceae; 

93 gi|219878289|ref|NR_025428.1| Chelatococcus 
equence 1867493 1868858 Chelatococcus 
cteria; Rhizobiales; Beijerinckiaceae; 

93 gi|219878288|ref|NR_025427.1| Glaciecola polaris 


laris Bacteria; 

a. 

Geobacillus vulcani 
ulcani Bacteria; 


Acinetobacter parvus 
parvus Bacteria; 

ry 

Acinetobacter 

7 Acinetobacter 
llaceae; Acinetobacter. 
Mesorhizobium 

izobium chacoense 
esorhizobium. 
Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 
Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Ureibacillus terrenus 
terrenus Bacteria; 


ref|NR_025392.1| Acinetobacter ursingii 
72 1914310 Acinetobacter ursingii 
oraxellaceae; Acinetobacter. 
ref|NR_025381.1| Moritella profunda 

62 Moritella profunda Bacteria; 

ae; Moritella. 

ref|NR_025380.1| Moritella abyssi 


1929813 1931309 Moritella abyssi Bacteria; 


387794 Bacteria_16S 


strain DSM 12838 


Bacteria; 


strain MCS 18 16S ribosomal RNA, partial sequence 


1933977 1934034 39 93 gi 


1962834 1962891 39 93 gi 
complete sequence 


1979554 1979576 72 94 gi 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
387794 Bacteria_16S 
jannaschiana strain ATCC 
jannaschiana Bacteria; 
387794 Bacteria_16S 

strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; 
387794 Bacteria_16S 
strain MCS 25 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 
387794 Bacteria_16S 


2013550 2013607 39 93 gi 
33883 16S ribosomal RNA, partial sequ 
Proteobacteria; Alphaproteobacteria; Rh 
2015010 2015067 39 93 gi 


Rhodobacterales; Hyphomon 


219878239 
16S ribosomal RNA, partial sequence 1932811 19342 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
387794 Bacteria_16S 
strain 95Al 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
387794 Bacteria_16S 
anilini strain Anil 16S ribosomal RNA, partial sequence 


219878209 
1978326 1979852 Desulfobacterium anilini 
Desulfobacteraceae; 
219878187 
ence 2012455 201386 
odobacterales; 
219878186 
153 
adaceae; 


ref|NR_025378.1 


ref 


NR_025359.1 


ref|NR_025348.1 


ref |NR_025326.1 


ref |NR_025325.1 


Hyphomonadaceae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; Desulfomicrobium. 

219878220 
1961654 19631 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
Pasteurella. 


Desulfobacterium 


Desulfobacterium. 
Hyphomonas 

4 Hyphomonas 

Hyphomonas. 

Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Hyphomonas. 


2017970 2018027 39 93 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Rhodobacterales; Hyphomonadaceae; Maricaulis. 
2019442 2019499 39 93 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 
2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 
2020914 2020971 39 93 gi|219878182|ref|NR_025321.1| Maricaulis 


387794 Bacteria_16S 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequen 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Maricaulis. 


387794 Bacteria_16S 
strain DSM 169 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiace 
387794 Bacteria_16S 


hesperidum strain 
Bacteria; 


Pseudoxanthomonas. 


387794 Bacteria_16S 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; 


Stenotrophomonas. 


387794 Bacteria_16S 


strain B1953/27.1 


johnsonii strain 
johnsonii Bacteria; 


387794 Bacteria_16S 
strain IBS 382 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellace 
387794 Bacteria_16S 
thermolithotrophum strain BSA 16S ribosomal RNA, partial 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobac 
387794 Bacteria_16S 
strain 63 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanel 
387794 Bacteria_16S 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; 


Thermomonas. 


387794 Bacteria_16S 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 


Nitratireductor. 


387794 Bacteria_16S 


strain SW-47 16S 


Firmicutes; 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
387794 Bacteria_16S 
submarinus strain 6N 16S ribosomal RNA, partial sequence 


2029919 2029976 39 93 gi 
2028754 20 


2032858 2032880 72 94 gi 
2042090 2042147 39 93 gi 


seque 
Gammaproteobacteria; 


Proteobacteria; 
2043649 2043706 39 93 gi 
Proteobacteria; Gammaproteobacteria; 
2045224 2045281 39 93 gi 
2075867 2075924 39 93 gi 
2074760 20 
2083654 2083711 39 93 gi 
Lactobacillales; 
2085120 2085177 39 93 gi 
2084014 20 
2088215 2088272 39 93 gi 
2092667 2092724 39 93 gi 
2091488 20 
2094219 2094276 39 93 gi 
Proteobacteria; 


Gammaproteobacteria; 


2098755 2098812 39 93 gi 


2101822 2101879 39 93 gi 


219878176 
301 


219878174 
FR-11 16S ribosomal RNA, partial sequence 20 
Firmicutes; Bacillales; Alicyclobacillaceae; Alicycl 
387794 Bacteria_16S 
broegbernensis strain B1616/1 16S ribosomal RNA, partial 
broegbernensis Bacteria; 


316 
obacillus. 
219878167 
nce 
Xanthomonadales; Xa 


219878166 
Xanthomonadales; X 


219878165 
16S ribosomal RNA, partial sequence 20 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomo 
387794 Bacteria_16S 
strain IBS 506 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellace 
387794 Bacteria_16S 


ae; 
219878134 
ATCC 33200 16S ribosomal RNA, partial sequence 
Lactobacillaceae 
219878133 


ae; 
219878131 
sequence 


219878128 
930 
lac 
219878126 


Xan 


219878123 


219878121 
2100672 21021 


2103417 2103474 39 93 gi 


219878118 


2019809 202123 


ref|NR_025315.1 
Chromatium. 
ref |NR_025313.1 
81 2033165 Alicyc 


ref|NR_025306.1 
2040918 204243 


ref|NR_025305.1 
2042490 204400 


ref |NR_025304.1 
Luteimona 
ref|NR_025278.1 
Bartonella. 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref|NR_025272.1 


Bartonella. 
ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref|NR_025267.1 


Shewanella. 
NR_025265.1 
2093069 209454 
thomonadales; Xa 


eae; 


ref|NR_025262.1 

2097632 209908 
biales; Phylloba 
ref |NR_025260.1 


aceae; Alteromon 


0 Maricaulis 


Rhodobacterales; Hyphomonadaceae; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
nadaceae; 
219878139 


Ss. 
Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Lactobacillus 
3 Lactobacillus 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Shewanella baltica 


18 Shewanella baltica Bacteria; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Nitratireductor 
7 Nitratireductor 


cteriaceae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Desulfonauticus 


ref|NR_025257.1 


2102211 2103776 Desulfonauticus submarinus 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 


387794 Bacteria_16S 2106403 2106460 39 93 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
387794 Bacteria_16S 2107884 2107941 39 93 gi|219878115|ref|NR_025254.1| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

387794 Bacteria_16S 2113936 2113993 39 93 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

387794 Bacteria_16S 2118544 2118601 39 93 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

387794 Bacteria_16S 2142702 2142759 39 93 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
387794 Bacteria_16S 2151822 2151879 39 93 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

387794 Bacteria_16S 2156243 2156300 39 93 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

387794 Bacteria_16S 2160776 2160833 39 93 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

387794 Bacteria_16S 2176064 2176121 39 93 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

387794 Bacteria_16S 2180560 2180617 39 93 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
387794 Bacteria_16S 2182076 2182133 39 93 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
387794 Bacteria_16S 2185110 2185167 39 93 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

387794 Bacteria_16S 2188191 2188248 39 93 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

387794 Bacteria_16S 2189716 2189773 39 93 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

387794 Bacteria_16S 2221460 2221517 39 93 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

387794 Bacteria_16S 2245675 2245732 39 93 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

387794 Bacteria_16S 2250349 2250406 39 93 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

387794 Bacteria_16S 2251874 2251931 39 93 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

387794 Bacteria_16S 2267353 2267375 72 94 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

387794 Bacteria_16S 2271945 2272002 39 93 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

387794 Bacteria_16S 2273418 2273475 39 93 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 


2272329 227377 


4 Pseudoalteromonas 


issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


387794 Bacteria_16S 2285730 2285752 72 94 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

387794 Bacteria_16S 2287134 2287191 39 93 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

387794 Bacteria_16S 2291613 2291670 39 93 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

387794 Bacteria_16S 2294678 2294735 39 93 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

387794 Bacteria_16S 2296136 2296193 39 93 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

387794 Bacteria_16S 2297602 2297659 39 93 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

387794 Bacteria_16S 2300567 2300624 39 93 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

387794 Bacteria_16S 2302033 2302090 39 93 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

387794 Bacteria_16S 2312807 2312829 72 94 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

387794 Bacteria_16S 2318765 2318822 39 93 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
387794 Bacteria_16S 2320357 2320414 39 93 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

387794 Bacteria_16S 2338345 2338367 72 94 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

387794 Bacteria_16S 2339894 2339916 72 94 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
387794 Bacteria_16S 2355032 2355054 72 94 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
387794 Bacteria_16S 2396031 2396088 39 93 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

387794 Bacteria_16S 2428131 2428188 39 93 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

387794 Bacteria_16S 2434107 2434164 39 93 gi|219857432|ref|NR_025020.1| Flavobacterium 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

387794 Bacteria_16S 2441725 2441782 39 93 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
387794 Bacteria_16S 2443222 2443279 39 93 gi|219857424|ref|NR_025012.1| Shewanella japonica 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

387794 Bacteria_16S 2446301 2446358 39 93 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 
387794 Bacteria_16S 2447806 2447863 39 93 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

387794 Bacteria_16S 2472085 2472142 39 93 gi|219857402|ref|NR_024990.1| Thioalkalivibrio 
versutus strain AL2 16S ribosomal RNA, partial sequence 2470921 2472353 Thioalkalivibrio versutus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
387794 Bacteria_16S 2503586 2503643 39 93 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 


beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


387794 Bacteria_16S 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 


johannae Bacteria; 
Gluconacetobacter. 
387794 Bacteria_16S 
strain SCH-89 16S 


387794 Bacteria_16S 


2509676 2509733 39 


2536949 2537006 39 


2538307 2538364 39 


93 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


93 


strain VP-6 16S ribosomal RNA, partial sequence 


387794 Bacteria_16S 


2539712 2539769 39 


93 


strain VP-5 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


387794 Bacteria_16S 
strain MHS-2 16S 


387794 Bacteria_16S 
strain MHS-3 16S 


387794 Bacteria_16S 


2541042 2541099 39 


2542447 2542504 39 


2550039 2550096 39 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


93 


strain C-29 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


387794 Bacteria_16S 


acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 256570 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; 


387794 Bacteria_16S 


2565393 2565415 72 


2568435 2568492 39 


94 


93 


strain AN1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


387794 Bacteria_16S 


mediterranea strain MMB1 16S ribosomal RNA, 
mediterranea MMB-1 Bacteria; 


387794 Bacteria_16S 
strain ATCC 43186 
Firmicutes; 
387794 Bacteria_16S 
strain ATCC 51266 
Firmicutes; 
387794 Bacteria_16S 


burkinensis strain HDv 16S ribosomal RNA, partial sequence 


Bacteria; 
387794 Bacteria_16S 


Lactobacillales; 


Lactobacillales; 


2586869 2586926 39 


2590011 2590033 72 


2593164 2593186 72 


2606906 2606963 39 


2614654 2614711 39 


Proteobacteria; 


93 


complete sequence 
Gammaproteobacteria; 


94 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


94 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


93 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


93 


strain CVL 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; 


387794 Bacteria_16S 
strain ACCC 19665 
Bacteria; 
387794 Bacteria_16S 


strain ACAM 81 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; 
387794 Bacteria_16S 
floricola strain 
Bacteria; 
387794 Bacteria_16S 


voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; 


387794 Bacteria_16S 


desulfurans strain St55B 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


desulfurans Bacteria; 
387794 Bacteria_16S 


Flavobacteria; 


2623852 2623909 39 


2632978 2633035 39 


2696125 2696182 39 


2697701 2697723 72 


Firmicutes; 


2703851 2703908 39 


2709820 2709877 39 


Bacillales; 


Desulfovibrionales; 


93 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


93 


93 


S-877 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


94 


strain AA08 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


387794 Bacteria_16S 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


okhotskensis Bacteria; 
Psychrobacter. 
387794 Bacteria_16S 


lithotrophicum strain 42BKT 16S ribosomal RNA, partial 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; S 


387794 Bacteria_16S 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


2715722 2715779 39 
Proteobacteria; 


2721843 2721896 44 


2723378 2723400 72 


Bacillaceae; Ano 

93 gi|219857186 
Deinococci; Thermales; 
93 gi| 219857182 
2708714 27101 
Acetobacte 

93 gi| 219857178 


94 


94 


Enterococcus 


Enterococcus 


Flavobacteriaceae 


gi| 219857371 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi| 219857353 
2535834 25371 


gi|219857352 
2537193 25385 


gi|219857351 
2538597 25399 


gi| 219857350 
2539981 25412 


gi|219857349 
2541332 25426 


gi] 219857344 
2548929 25503 


gi|219857291 


gi|219857289 
2567339 25687 


gi| 219857277 


219857275 
25888 


gi 


219857273 
25919 


gi 


219857264 
26057 


gi 


gi|219857256 
2613469 26150 
Desulfov 
219857249 
26227 
Phyll 
gi|219857237 
2631843 26332 


gi 


219857191 
26950 


gi 


gi|219857190 


Pseud 


219857174 
sequence 


gi 


219857173 


yphomonadaceae; 


ref |NR_024959.1 
2508571 251001 


ref|NR_024941.1 


ref|NR_024940.1 
Hyphomonas 


ref|NR_024939.1 


ref|NR_024938.1 


ref |NR_024937.1 


ref|NR_024932.1 
Bartonella. 
ref |NR_024922.1 


Eubacteriaceae; 
ref |NR_024920.1 


ae; Nitrobacter. 
ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024904.1 
38 2593451 Entero 


ref|NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024865.1 


ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
NR_024818.1 
2696496 269800 
xybacillus. 
NR_024814.1 

2702689 270407 
Thermaceae; Oce 
NR_024810.1 


raceae; Asaia. 
ref|NR_024806.1 

2714566 271605 
omonadales; Mora 


ref |NR_024802.1 
2720705 272211 
ulfurovum. 


gi 


Gluconacetobacter 
7 Gluconacetobacter 


Acetobacteraceae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
Hyphomonas. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Hyphomonas. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
; Flavobacterium. 


Saccharibacter 

ribacter floricola 

; Saccharibacter. 
Anoxybacillus 

1 Anoxybacillus 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Sulfurovum 
0 Sulfurovum 


ref |NR_024801.1 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


Alicyclobacillus 


2722161 2723688 Alicyclobacillus pomorum 


387794 Bacteria_16S 2729557 2729579 72 94 gi 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial se 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclob 


387794 Bacteria_16S 


strain SM2-1 16S 
Proteobacteria; G 


387794 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


387794 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 


387794 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


387794 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


387794 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


387794 Bacteria_16S 


strain Yo-3 16S r 
Proteobacteria; A 


387794 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


387794 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


387794 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


387794 Bacteria_16S 


S60-1 16S ribosom 
Alphaproteobacter 


387794 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


387794 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


387794 Bacteria_16S 


strain 71 16S rib 
Proteobacteria; A 


387794 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


387794 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


387794 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


387794 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


387794 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


387794 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


387794 Bacteria_16S 


2734052 2734109 39 93 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2735542 2735599 39 93 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2737032 2737089 39 93 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


2742886 2742943 39 93 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2756172 2756229 39 93 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2757740 2757797 39 93 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


2762183 2762240 39 93 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2780374 2780431 39 93 gi 
bosomal RNA, partial sequence 

ammaproteobacteria; Thiotrichales; 
2783307 2783364 39 93 

ibosomal RNA, partial sequence 

ammaproteobacteria; Thiotrichales; Thi 
2786423 2786445 72 94 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2792451 2792477 67 93 gi 


gi 


Thi 
gi 


ridia; Clostridiales; Lachnospiraceae; 
2810424 2810481 39 93 gi 
al RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae 
2811926 2811983 39 93 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2813420 2813477 39 93 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
2825470 2825527 39 93 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

2851485 2851542 39 93 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2853054 2853111 39 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2857733 2857790 39 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2860771 2860828 39 93 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2874860 2874882 72 94 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2893167 2893224 39 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2905309 2905366 39 93 gi 


2732909 27 


2761077 27 


2779259 27 


2782197 27 


16S ribosomal RNA, partial sequence 2791299 27 


2809318 2810728 As 


219857168 
quence 
acillaceae 

219857165 
343 
hewanellac 

219857164 
quence 
ria; Alter 

219857163 
equence 
teria; Alt 
219857159 
ce 27417 
s; Flavoba 

219857149 
nce 27549 
erales; Th 

219857148 
al sequenc 
diales; Cl 


219857145 
624 
Acetobacte 
219857130 
806 
otrichacea 
219857128 
836 
otrichacea 
219857126 
ial sequen 
clobacilla 
219857122 
926 
Coprococc 
219857110 
aia 
; Asaia. 
219857109 
sequence 
avobacteri 
219857108 
equence 
obacterial 
219856907 


2824364 28257 


Acetobacte 
219856890 
1 sequence 
ia; Pseudo: 


, 


219856889 
28518 
nadales; X 
219856886 
28565 
nadales; X 
219856884 
artial seq 
obacteria; 
219856875 
sequence 

bacillus. 

219856861 


2892009 28935 


onaceae; V 
219856853 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref |NR_024793.1 


eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; She 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref |NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 
ref|NR_024773.1 
race 
ref 


ae; Kozakia 
NR_024758.1 


hiothrix. 
NR_024756.1 


e; T 
ref 


e; Thiothrix. 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref |NR_024750.1 


us. 
ref 
sia 


NR_024738.1 
mensis Bacte 


ref |NR_024737.1 

2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 

2812273 281371 
es; Flavobacteri 
ref |NR_024728.1 


raceae; Asaia. 
ref|NR_024709.1 

2850317 285183 
monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref |NR_024694.1 

2873633 287517 
ref|NR_024680.1 
ibrio. 
ref |NR_024672.1 

2904128 290561 


wanellaceae; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 

Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 
ewanellaceae; 


Flavobacterium 
acterium limicola 
obacterium. 
Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 

Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Coprococcus catus 


13 Coprococcus catus Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Tenacibaculum 

2 Tenacibaculum 

riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 

monas cissicola 
Xanthomonas. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 
Pullulanibacillus 

2 Pullulanibacillus 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Thermaerobacter 
5 Thermaerobacter 
Incertae Sedis; 


387794 Bacteria_16S 
japonensis strain 
Proteob 
387794 Bacteria_16S 


Bacteria; 


strain IFO 13613 


2923774 2923831 39 93 gi 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2929650 2929707 39 93 gi 


ne 
na 
219856837 
16S ribosomal RNA, partial sequence 2928528 29299 


219856841 
29226 


e 
dales; 


ref|NR_024660.1 


anth 
ref 


xX omonadaceae; 


NR_024656.1 


17 2924080 Pseudo 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Terasakiella pusilla 


56 Terasakiella pusilla Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

387794 Bacteria_16S 2931156 2931213 39 93 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

387794 Bacteria_16S 2932663 2932720 39 93 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

387794 Bacteria_16S 2934176 2934233 39 93 gi|219856834|ref|NR_024653.1| Marinobacterium 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

387794 Bacteria_16S 2935684 2935741 39 93 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
387794 Bacteria_16S 2937165 2937222 39 93 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

387794 Bacteria_16S 2946324 2946381 39 93 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 2984305 2984327 72 94 gi|219846934|ref|NR_026526.1| Bacillus vedderi 


strain JaH 16S ri 
Firmicutes; Bacil 


387794 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


387794 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


387794 Bacteria_16S 
6S ribosomal RNA, partial sequence 2999867 30013 


strain DSM 3670 1 
Firmicutes; Bacil 


387794 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


387794 Bacteria_16S 


strain NCIMB 1112 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
387794 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


387794 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


387794 Bacteria_16S 


strain K 16S ribo 
Proteobacteria; A 


387794 Bacteria_16S 


strain ORS 992 16 
Proteobacteria; A 


387794 Bacteria_16S 


strain DSM 11603 
Proteobacteria; A 


387794 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


387794 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


387794 Bacteria_16S 


bosomal RNA, partial sequence 


lales; Bacillaceae; Geobacillus. 

3004123 3004180 39 93 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3005632 3005689 39 93 gi 
6 16S ribosomal RNA, partial sequence 


nc 
ri 


lo 
3025239 3025261 72 94 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3058750 3058807 39 93 gi 
n DSM 2873 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


qu 
oc 


se 
ia 
3072126 3072183 39 


93 gi 


lphaproteobacteria; Rhizobiales; Beijeri 
3076590 3076647 39 93 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3106726 3106783 39 93 gi 
16S rib 
lphaproteobacteria; Rhizobiales; Phyll 
3118805 3118862 39 93 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3132202 3132259 39 93 gi 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


bi 


ob 


en 
ri 


Ss 


ia; 


2983106 29845 


219846921 
30029 


e 
llales; 


219846920 
30045 
cystacea 
219846907 


ence 


quence 


, 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 
nckiacea 
219846871 
3075492 30769 


aceae; 


219846851 
osomal RNA, partial sequence 3105629 31070 
acteriac 
219846843 


ce 3117 
llales; 


219846834 
equence 
Rhizob 


v 


3150328 3150385 39 93 


gi 


219846822 


pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 


occaceae 
219846883 


Aeromo 


lales; Bacillaceae; Bacillus. 

2994834 2994891 39 93 gi|219846927|ref|NR_026519.1 
n AF3.10 16S ribosomal RNA, partial sequence 2993732 299516 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiac 
terium group; Agrobacterium. 

2999504 2999526 72 94 gi|219846924|ref|NR_026516.1 
in DSM 2641 16S ribosomal RNA, partial sequence 2998293 299981 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus 

3001076 3001098 72 94 gi|219846923|ref|NR_026515.1 


ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026512.1 
29 3005936 Methyl 
e; Methylosinus. 
ref |NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026475.1 

3057592 305905 
nadales; Succini 


ref 
loce 
e; M 
ref 


NR_026466.1 
lla palustri 
ethylocella 
NR_026463.1 


Rhizobium/Agrobac 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteracea 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


6 


w 


ref|NR_026414.1 
3149167 315062 


e: 


83 Bacillus vedderi Bacteria; 


Agrobacterium 
8 Agrobacterium 
eae; 


Anoxybacillus 
6 Anoxybacillus 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Methylosinus sporium 
osinus sporium Bacteria; 


v 


Enterococcus 
9 Enterococcus 


Succinimonas 
3 Succinimonas 


vibrionaceae; 


Methylocella palustris 
s Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Mesorhizobium 

6 Mesorhizobium 
teriaceae; 


v 


Thiolamprovum 
5 Thiolamprovum 


387794 Bacteria_16S 
strain CE2203 16S 


Xanthomonas. 


387794 Bacteria_16S 
strain LMG 690 16 


strain LMG 733 16 


strain LMG 847 16 


strain LMG 8670 1 


strain LMG 736 16 


magnetotacticum s 


magnetotacticum B 


Magnetospirillum. 


387794 Bacteria_16S 
strain HA2P 16S r 


Spirochaetes; Spi 


387794 Bacteria_16S 
CECT 4600 16S rib 
Proteobacteria; G 
387794 Bacteria_16S 
lipolytica strain 
Firmicu 
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Bacteria; Nitrosp 
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3294433 3294490 39 
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Clostridiales; 
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ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
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93 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
387794 Bacteria_16S 
strain LMG 8678 1 


93 


6S ribosomal RNA, partial sequence 3182688 31841 
Proteobacteria; Gammaproteobacteria; 
387794 Bacteria_16S 
strain LMG 947 16 


93 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
387794 Bacteria_16S 
strain LMG 673 16 


93 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
387794 Bacteria_16S 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 
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93 


Gammaproteobacteria; 


93 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
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S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
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S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
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93 


6S ribosomal RNA, partial sequence 3193552 31950 
Proteobacteria; Gammaproteobacteria; 
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S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
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train DSM 3856 16S ribosomal RNA, partial sequen 
acteria; Proteobacteria; Alphaproteobacteria; 


93 


ibosomal RNA, partial sequence 
Spirochaetaceae; Treponema. 
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osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 


94 


JW265 16S ribosomal RNA, partial sequence 32342 
Syntrophomonadac 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
387794 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


93 


94 


93 


6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; Xanthomonad 


93 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
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S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
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93 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonad 
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93 


gi| 219846806 
3172065 31735 
Chromatiaceae; 
gi|219846800 
3181138 31826 


Xanthomonadales; Xanthomonadaceae; 


gi|219846799 


Xanthomonadales; Xanthomonadaceae; 


gi|219846798 
3184240 31857 


Xanthomonadales; Xanthomonadaceae; 


gi|219846797 
3185792 31872 


Xanthomonadales; Xanthomonadaceae; 


gi|219846796 


gi|219846795 
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gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 


gi|219846792 


gi|219846791 
3195102 31966 


gi|219846789 
Rh 


gi|219846785 
3204032 32054 


gi|219846769 
3226672 32281 


gi|219846764 


gi|219846761 
3238968 32403 
gi|219846759 
Desulfov 


gi|219846729 


gi|219846728 


gi|219846727 


gi|219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


Xanthomonadales; 


ref|NR_026398.1 


ref |NR_026392.1 


ref|NR_026391.1 


ref |NR_026390.1 


ref |NR_026389.1 


ref|NR_026388.1 
3187344 318884 


ref |NR_026387.1 
Xanthomon 
ref |NR_026386.1 
Xanthomon 
ref|NR_026385.1 
Xanthomon 
ref|NR_026384.1 
Xanthomon 
ref |NR_026383.1 
Xanthomon 
ref|NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref |NR_026377.1 


ref |NR_026361.1 
ibrio. 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref|NR_026353.1 
79 Xanthobacter 
ae; Xanthobacter 
ref |NR_026351.1 

3241884 324339 
ibrionales; Desu 


ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref |NR_026320.1 


aceae; Xanthomon 
ref |NR_026319.1 


aceae; Xanthomon 
ref|NR_026318.1 


aceae; Xanthomon 
ref|NR_026317.1 


aceae; Xanthomon 


gi| 219846724 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Xanthobacter tagetidis 


tagetidis Bacteria; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 


ref|NR_026316.1 
3294823 329632 


Xanthomonas 
2 Xanthomonas 


387794 Bacteria_16S 3300544 3300601 39 93 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

387794 Bacteria_16S 3308250 3308307 39 93 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

387794 Bacteria_16S 3309712 3309769 39 93 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

387794 Bacteria_16S 3315735 3315792 39 93 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

387794 Bacteria_16S 3318779 3318836 39 93 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

387794 Bacteria_16S 3320303 3320360 39 93 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

387794 Bacteria_16S 3384376 3384433 39 93 gi|219846660|ref|NR_026252.1| Methylophaga marina 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methylophaga marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

387794 Bacteria_16S 3385902 3385959 39 93 gi|219846659|ref|NR_026251.1| Chromohalobacter 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

387794 Bacteria_16S 3387375 3387432 39 93 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

387794 Bacteria_16S 3388888 3388945 39 93 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

387794 Bacteria_16S 3391878 3391900 72 94 gi|219846651|ref|NR_026243.1| Propionigenium maris 


strain DSM 9537 1 
Fusobacteria; Fus 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


387794 Bacteria_16S 
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acteria; Gammaproteobacteria; Alteromo 
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Pseudoalteromonas 


387794 Bacteria_16S 
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teria; Proteobacteria; 
3425011 3425068 39 93 gi 
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219846629 
ial sequen 
eria; Alte 


219846628 
tial seque 
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ref|NR_026209.1 


DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


Shewanella benthica 
ella benthica Bacteria; 


obacter radioresistens 


Acinetobacter lwoffii 


387794 Bacteria_16S 3440971 3441028 39 93 gi|219846616|ref|NR_026208.1| Acinetobacter junii 
strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

387794 Bacteria_16S 3442481 3442538 39 93 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

387794 Bacteria_16S 3443990 3444047 39 93 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
387794 Bacteria_16S 3500355 3500377 72 94 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

387794 Bacteria_16S 3553779 3553836 39 93 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

387794 Bacteria_16S 3555310 3555367 39 93 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

387794 Bacteria_16S 3558492 3558549 39 93 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

387794 Bacteria_16S 3559972 3560029 39 93 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

387794 Bacteria_16S 3561487 3561544 39 93 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

387794 Bacteria_16S 3563007 3563064 39 93 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
387794 Bacteria_16S 3564493 3564550 39 93 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

387794 Bacteria_16S 3565973 3566030 39 93 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

387794 Bacteria_16S 3567479 3567536 39 93 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

387794 Bacteria_16S 3568984 3569041 39 93 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

387794 Bacteria_16S 3570437 3570494 39 93 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

387794 Bacteria_16S 3574983 3575040 39 93 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

387794 Bacteria_16S 3576550 3576607 39 93 gi|219846525|ref|NR_026117.1| Legionella feeleii 
strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

387794 Bacteria_16S 3577999 3578056 39 93 gi|219846524|ref|NR_026116.1| Blastobacter 
capsulatus strain 216 16S ribosomal RNA, complete sequence 3576905 3578325 Blastobacter capsulatus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 

387794 Bacteria_16S 3591794 3591851 39 93 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

387794 Bacteria_16S 3604098 3604155 39 93 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 

387794 Bacteria_16S 3619179 3619201 72 94 gi|219846493|ref|NR_026085.1| Fusobacterium 
periodonticum strain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

387794 Bacteria_16S 3620560 3620582 72 94 gi|219846492|ref|NR_026084.1| Fusobacterium 


nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


animalis strain NCTC 12276 16S ribosomal RNA, pa 
animalis Bacteria; 
Fusobacterium. 


Fusobacteria; 


rtial sequence 


3619459 3620789 


Fusobacteriales; 


387794 Bacteria_16S 3621941 3621963 72 94 gi| 219846491 |ref|NR_026083.1| Fusobacterium 
nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
nucleatum subsp. fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
387794 Bacteria_16S 3646344 3646401 39 93 gi|219846474|ref|NR_026066.1| Rhizobium mongolense 
strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 3646664 Rhizobium mongolense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
387794 Bacteria_16S 3650921 3650978 39 93 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

387794 Bacteria_16S 3652462 3652519 39 93 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

387794 Bacteria_16S 3656999 3657056 39 93 gi|219846467|ref|NR_026059.1| Rhizobium giardinii 
strain H152 16S ribosomal RNA, partial sequence 3655877 3657353 Rhizobium giardinii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
387794 Bacteria_16S 3658583 3658640 39 93 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
387794 Bacteria_16S 3660140 3660197 39 93 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
387794 Bacteria_16S 3661685 3661742 39 93 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
strain IC079 16S ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

387794 Bacteria_16S 3684423 3684480 39 93 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

387794 Bacteria_16S 3693571 3693628 39 93 gi| 219846442 |ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 

387794 Bacteria_16S 3702550 3702607 39 93 gi|219846435|ref|NR_026026.1| Gelidibacter algens 
strain C8ST5 16S ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter algens Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

387794 Bacteria_16S 3719019 3719076 39 93 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

387794 Bacteria_16S 3750024 3750081 39 93 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 


strain A089 16S r 


ibosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

387794 Bacteria_16S 3766701 3766758 39 93 gi| 219846387 |ref|NR_025978.1 
acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
387794 Bacteria_16S 3777204 3777261 39 93 gi| 219846379 |ref|NR_025970.1 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermo 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobact 
Thermodesulforhabdus. 

387794 Bacteria_16S 3801255 3801312 39 93 gi|219846362|ref|NR_025953.1 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
387794 Bacteria_16S 3808817 3808874 39 93 gi| 219846357 |ref|NR_025948.1 
helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campyl 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
387794 Bacteria_16S 3816578 3816635 39 93 gi|219846352|ref|NR_025943.1 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 381690 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halot 
Halothiobacillus. 

387794 Bacteria_16S 3830361 3830383 72 94 gi| 219846342 |ref|NR_025932.1 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 38306 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

387794 Bacteria_16S 3843855 3843912 39 93 gi| 219846333 |ref|NR_025923.1 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 384417 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
387794 Bacteria_16S 3869618 3869640 72 94 gi|219846316|ref|NR_025906.1 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcoba 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
387794 Bacteria_16S 3871129 3871151 72 94 gi|219846315|ref|NR_025905.1 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 387139 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Arcobacter. 

387794 Bacteria_16S 3894333 3894390 39 93 gi|219846299|ref|NR_025889.1 


strain F9251 16S ribosomal RNA, partial sequence 


3748871 37503 


67 Vibrio scophthalmi Bacteria; 


Desulfovibrio 

ovibrio acrylicus 

aceae; Desulfovibrio. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Mesorhizobium ciceri 
ciceri Bacteria; 

um. 

Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Halothiobacillus 

3 Halothiobacillus 
hiobacillaceae; 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Flavobacterium 

7 Flavobacterium 
eae; Flavobacterium. 
Arcobacter 

cter nitrofigilis 
aceae; Arcobacter. 
Arcobacter 

1 Arcobacter 
Campylobacteraceae; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


Bartonella elizabethae 


3893217 3894682 Bartonella elizabethae Bacteria; 


387794 Bacteria_16S 


muriaticus strain 
Bacteria; 


oligotrophica Bac 


387794 Bacteria_16S 


strain BN 126 16S 


Firmicutes; 
387794 Bacteria_16S 

oligotrophica strain S58 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 
219846265 
3940082 39414 
Afife 


3897539 3897561 72 94 gi 
X-1 16S ribosomal RNA, partial sequence 
Lactobacillales; Enterococcaceae; 
3912653 3912710 39 93 gi 


3941186 3941243 39 93 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobi 


387794 Bacteria_16S 
strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
387794 Bacteria_16S 


organovorum strai 
Bacteria; 


387794 Bacteria_16S 
strain PW2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
387794 Bacteria_16S 


strain Lhet2 16S 


strain KLB 16S ri 


strain 101 16S ri 


strain DSS12 16S 
Proteobacteria; 


387794 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; 


387794 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


387794 Bacteria_16S 


strain NZP 2213 1 


3942630 3942687 39 93 gi 
Ac 
3944091 3944148 39 93 gi 


n TFC 16S ribosomal RNA, partial sequenc 


Proteobacteria; Alphaproteobacteria; Rhodospiri 


3945550 3945607 39 93 gi 
Ac 
3947011 3947068 39 93 


ribosomal RNA, partial sequence 


gi 


Ac 


3948476 3948533 39 93 
bosomal RNA, partial sequence 


gi 


Ac 
3949932 3949989 39 93 
bosomal RNA, partial sequence 


gi 


Ac 
3951466 3951523 39 93 
ribosomal RNA, partial sequence 


gi 


She 
3953024 3953081 39 93 gi 


ibosomal RNA, partial sequence 


3958962 3958984 72 
ain M-8 16S ribosomal RNA, complete sequ 
teria; Firmicutes; Bacillales; Sporolact 
3967963 3968020 39 93 gi 
6S ribosomal RNA, 


94 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllob 


387794 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


387794 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


387794 Bacteria_16S 


strain gal 1261 1 


3969464 3969521 39 93 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospiri 
3975293 3975350 39 93 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3980859 3980916 39 


s 
a; 


93 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


387794 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


387794 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


387794 Bacteria_16S 


3982397 3982454 39 93 gi 
Flavobact 


gi 


avobacteria; Flavobacteriales; 
3994314 3994336 72 94 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


3995747 3995804 39 93 gi 


219846297 


Tetrageno 
219846286 


219846264 
3941522 39429 


219846263 


219846262 
3944448 39458 


219846261 
3945905 39473 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
387794 Bacteria_16S 219846260 
3947368 39487 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
387794 Bacteria_16S 219846259 
3948831 39502 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
387794 Bacteria_16S 219846258 
3950287 39517 
Gammaproteobacteria; Alteromonadales; 
219846257 
3951843 39533 
Gammaproteobacteria; Alteromonadales; Mor 


219846253 
219846247 
complete sequence 3966839 39683 


219846246 


219846242 


219846238 
6S ribosomal RNA, partial sequence 3979744 39812 


219846237 
6S ribosomal RNA, partial sequence 3981260 39826 


219846229 
3993148 39945 


219846228 


38963 


Rhiz 


aceae; 


etobacte 


e 39429 


llales; 


etobacte 


etobacte 


etobacte 


etobacte 


wanellac 


itellace 


ence 


obacilla 


acteriac 


39683 
llales; 


equence 
Rhizobi 


aceae; R 


eriaceae 


ref|NR_025887.1| Tetragenococcus 


31 3897842 Tetragenococcus muriaticus 
coccus. 
ref|NR_025876.1] Agromonas 


3911550 3912857 Agromonas 
obiales; Bradyrhizobiaceae; Agromonas. 
ref|NR_025855.1| Rhodobium marinum 
71 Afifella marina Bacteria; 
lla. 
ref|NR_025854.1| Acidiphilium rubrum 
34 Acidiphilium rubrum Bacteria; 
raceae; Acidiphilium. 
ref|NR_025853.1| Acidiphilium 
85 3944397 Acidiphilium organovorum 
Acetobacteraceae; Acidiphilium. 
ref|NR_025852.1| Acidocella facilis 
54 Acidocella facilis Bacteria; 
raceae; Acidocella. 
ref|NR_025851.1| Acidiphilium cryptum 
17 Acidiphilium cryptum Bacteria; 
raceae; Acidiphilium. 
ref|NR_025850.1| Acidiphilium angustum 
80 Acidiphilium angustum Bacteria; 
raceae; Acidiphilium. 


ref|NR_025849.1| Acidocella aminolytica 
36 Acidocella aminolytica Bacteria; 
raceae; Acidocella. 

ref|NR_025848.1| Shewanella violacea 

92 Shewanella violacea Bacteria; 

eae; Shewanella. 

ref|NR_025847.1| Moritella japonica 

48 Moritella japonica Bacteria; 

ae; Moritella. 

ref |NR_025843.1| Sporolactobacillus 


3957761 3959244 Sporolactobacillus 
ceae; Sporolactobacillus. 
ref |NR_025837.1| Mesorhizobium loti 
15 Mesorhizobium loti Bacteria; 
eae; Mesorhizobium. 
ref|NR_025836.1| Phaeospirillum fulvum 
66 3969766 Phaeospirillum fulvum 
Rhodospirillaceae; Phaeospirillum. 
ref |NR_025832.1| Agrobacterium 
3974188 3975556 Agrobacterium 
ales; Rhizobiaceae; 


ref|NR_025828.1| Rhizobium galegae 

09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025827.1| Bizionia paragorgiae 
84 Bizionia paragorgiae Bacteria; 

; Bizionia. 
ref|NR_025819.1| Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 


ref|NR_025818.1| Erythrobacter gaetbuli 


strain SW-161 16S 


ribosomal RNA, partial sequence 


3994645 39960 


85 Erythrobacter 


gaetbuli Bacteria; 


Proteobacteria; Alphaproteobacteria; 
387794 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 


Sphingomonadales; Er 
3997238 3997295 39 93 gi 
SW-135 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Alphaproteobacteria; 


219846227 


ythrobac 


nce 
Sphingo 


teraceae; Erythrobacter. 

ref|NR_025817.1] Erythrobacter 
3996136 3997579 Erythrobacter 

monadales; Erythrobacteraceae; 


Erythrobacter. 
387794 Bacteria_16S 


donghaensis strain SW-132 16S ribosomal RNA, partial sequence 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Porphyrobacter. 
387794 Bacteria_16S 
strain 25-4 16S r 
Proteobacteria; 
387794 Bacteria_16S 


3998732 3998789 39 


4000234 4000291 39 


4001656 4001713 39 


93 


93 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


93 


gi| 219846226 
Sphing 


gi|219846225 
3999120 40005 


NR_025816.1 
3997630 399906 
omonadales; Eryt 
ref|NR_025815.1 


aceae; Silanimon 


gi| 219846224 


flavimaris strain SW-151 16S ribosomal RNA, partial sequence 


flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


Sphingomonadales; 


ref|NR_025814.1 


Porphyrobacter 


9 Porphyrobacter 
hrobacteraceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 
as. 


Sphingopyxis 


4000552 4001995 Sphingopyxis 


Sphingomonadaceae; 


387794 Bacteria_16S 4003205 4003262 39 93 gi| 219846223 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 40020 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
387794 Bacteria_16S 4007673 4007730 39 93 gi| 219846218 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 40080 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteria 
387794 Bacteria_16S 4013797 4013854 39 93 gi| 219846214 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 40140 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
387794 Bacteria_16S 4015277 4015334 39 93 gi| 219846213 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacterial 
387794 Bacteria_16S 4016756 4016813 39 93 gi| 219846212 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteri 
Winogradskyella. 

387794 Bacteria_16S 4022878 4022935 39 93 gi| 219846208 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseud 
Psychrobacter. 

387794 Bacteria_16S 4028917 4028974 39 93 gi|219846204 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 40292 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
387794 Bacteria_16S 4030467 4030524 39 93 gi| 219846203 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 40308 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
387794 Bacteria_16S 4036609 4036666 39 93 gi|219846199 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 40355 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
387794 Bacteria_16S 4045640 4045697 39 93 gi| 219846190 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 40459 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
387794 Bacteria_16S 4047172 4047229 39 93 gi|219846189 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibri 


Gammaproteobacter 
387794 Bacteria_16S 
aliena strain KMM 
Proteob 


Bacteria; 
Pseudoalteromonas 


387794 Bacteria_16S 
strain SS20 16S r 
G 
387794 Bacteria_16S 


Proteobacteria; 


strain SGT-108 16 
Proteobacteria; 


strain SGT-39 16S 
Proteobacteria; 


HT 2-1 16S riboso 
Gammaproteobacter 


387794 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Aestuariibacter. 


387794 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


387794 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


387794 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; 


canifelinum strai 
canifelinum Bacte 


387794 Bacteria_16S 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


ia; Vibrionales; Vibrionaceae; Vibrio. 
4053103 4053160 39 93 gi 

3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 
4056094 4056151 39 93 
ibosomal RNA, partial sequence 


gi 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4128757 4128814 39 93 gi 
JC2043 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


4130246 4130303 39 
JC2042 
ia; Pro 


93 gi 

16S ribosomal RNA, partial seq 
teobacteria; Gammaproteobacteri 
4162782 4162839 39 


93 gi 


4054980 40 


ammaproteobacteria; Oceanospirillales; Halomonad 
4068217 4068239 72 94 gi|219846174 
S ribosomal RNA, partial sequence 4067035 40685 
ammaproteobacteria; Legionellales; Coxiellaceae; 
4069756 4069778 72 94 gi| 219846173 
ribosomal RNA, partial sequence 4068567 40700 
ammaproteobacteria; Legionellales; Coxiellaceae; 
4104397 4104454 39 93 gi|219846150 


4103238 4104753 Vi 


ue 


ue 


ne 
na 


219846183 


219846131 
nce 
a; Alterom 
219846130 
nce 

Alte 


a; rom 


219846106 


6S ribosomal RNA, partial sequence 4161641 41630 
avobacteria; Flavobacteriales; Flavobacteriaceae 
4179541 4179598 39 93 gi|219846094 
6S ribosomal RNA, partial sequence 4178357 41798 
ammaproteobacteria; Alteromonadales; Shewanellac 
4182676 4182698 72 94 gi|219846089 
n RMA 12708 16S ribosomal RNA, partial sequence 
ria; Fusobacteria; Fusobacteriales; Fusobacteria 
4184123 4184180 39 93 gi| 219846088 


io ga 


ref |NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025808.1 
03 Algoriphagus 
ceae; Algoriphag 
ref|NR_025804.1 
; Winogradskyell 
ref|NR_025803.1 

4014130 401555 
es; Flavobacteri 
ref |NR_025802.1 

4015607 401703 
ales; Flavobacte 


’ 


ref|NR_025798.1 

4021723 402321 
omonadales; Mora 
ref|NR_025794.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


eae; Shewanella. 
ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025780.1 


acea 
ref 
oO ez 


e; Alteromon 
NR_025779.1 
urae Bacteri 


ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 
ref|NR_025773.1 


acea 
ref 


e; Halomonas 
NR_025764.1 


icella. 
NR_025763.1 


Aqu 
ref 


icella. 
NR_025740.1 
llicus Bacte 


Aqu 
ref 


ref|NR_025721.1 
127615 412904 


onadales; Altero 


rs 


ref|NR_025720.1 
129099 413053 


onadales; Altero 


rs 


ref|NR_025696.1 


; Al 
ref 


gibacter. 
NR_025684.1 


Shewanella. 
NR_025679.1 
181497 418295 
ceae; Fusobacter 


eae; 
ref 


rs 


thalassicus strain SC 562 16S ribosomal RNA, partial sequence 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 


Photobacterium 
acterium lipolyticum 
cterium. 

Algoriphagus marincola 


marincola Bacteria; 


us. 
Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 
Winodgradskyella 

6 Winodgradskyella 

aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 

riaceae; 


Psychrobacter 
6 Psychrobacter 


xellaceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Vibrio ezurae strain 
a; Proteobacteria; 


Pseudoalteromonas 
alteromonas aliena 


aceae; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 


monadaceae; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Fusobacterium 
4 Fusobacterium 
ium. 


ref|NR_025678.1 
183005 418440 


rs 


Tepidibacter 
8 Tepidibacter 


387794 Bacteria_16S 


strain G3-29 16S 


4187160 4187217 39 


4197838 4197860 72 


93 

ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
387794 Bacteria_16S 


94 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; 


Thioalkalivibrio. 


387794 Bacteria_16S 
strain N-3 16S ribosomal RNA, 
Bacillales; 
387794 Bacteria_16S 

translucida strain KMM 520 16S ribosomal RNA, partial sequence 
translucida Bacteria; 


Firmicutes; 


Pseudoalteromonas. 


387794 Bacteria_16S 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial 
paragorgicola Bacteria; 


Pseudoalteromonas. 


387794 Bacteria_16S 


strain 34633 16S 


hispanicus strain 


hispanicus Bacteria; 
387794 Bacteria_16S 
strain 513A 16S ribosomal RNA, partial sequence 


Spirochaetes; 


Firmicutes; 


4206752 4206809 39 


4212870 4212892 72 


Bacillaceae; 
4214369 4214426 39 


Proteobacteria; 
4215924 4215981 39 
Proteobacteria; 


4223508 4223565 39 


4225078 4225100 72 


13128 13149 72 


26933 26954 72 


Proteobacteria; 


Bacillales; 


Bacillales; Bacillaceae; Anoxybacillus. 
387794 Bacteria_16S 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial 
nitratireducens Bacteria; 


93 


94 


complete sequence 
Geobacillus. 


93 


Gammaproteobacteria; 


93 


Gammaproteobacteria; Alte 


93 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
387794 Bacteria_16S 
DSM 5352 16S ribosomal RNA, partial sequence 
Salinicoccus. 


94 


93 


Spirochaetales; Brachyspiraceae; Brachyspira. 
387794 Bacteria_16S 


93 


strain 653 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacteroidetes; 


Firmicutes; 


Sulfitobacter. 


387794 Bacteria_16S 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
387794 Bacteria_16S 


condimenti strain 
Bacteria; 


thermoacetoxidans 
thermoacetoxidans 


Desulfospira. 


387794 Bacteria_16S 
strain 58/1971 16S ribosomal RNA, partial sequence 
Bacillales; 
387794 Bacteria_16S 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 
haemolytica Bacteria; 
387794 Bacteria_16S 


Firmicutes; 


strain Z-7937 16S 
Firmicutes; 


Clostridia; 
387794 Bacteria_16S 

strain 1502-91 16S ribosomal RNA, partial sequence 
Flavobacteria; Flavobacteriales; 
387794 Bacteria_16S 
strain SS 1019 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
387794 Bacteria_16S 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequen 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; 


Firmicutes; 
387794 Bacteria_16S 

strain CAMZ 16S ribosomal RNA, partial sequence 
Bacteria; Clostridia; 
387794 Bacteria_16S 
joergensenii strain B331 16S ribosomal RNA, partial sequence 
joergensenii Bacteria; 


Clostridiales; 


28397 28418 72 


31566 31587 72 


37509 37530 72 


38914 38935 72 


Firmicutes; 


78301 78322 72 


Proteobacteria; 


81210 81231 72 


Listeriaceae; 
88721 88742 72 


Bacteroidetes; 


91725 91746 72 


93273 93294 72 


Halanaerobiales; 


Clostridiaceae; 


93 


93 


Fac 
93 


93 


40402 40423 72 93 gi| 265679037 
F-2 16S ribosomal RNA, complete sequence 39179 

Bacillales; Staphylococcus. 

54327 54348 72 93 gi| 265679028 


93 


ribosomal RNA, partial sequence 
Clostridia; 
387794 Bacteria_16S 


ferrireducens strain PAL-1 16S ribosomal RNA, c 


ferrireducens Bacteria; 
387794 Bacteria_16S 

strain KPA 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 


94891 94912 72 


Deferribacteres; 


complete sequence 
Lactobacillaceae; 


Gammaproteobacteria; 


gi|219846085 
4186000 41874 


gi|219846077 
4196627 41980 


219846071 
sequence 
Ch 


gi 


gi|219846067 
4211641 42131 


gi|219846065 
Altero 


219846064 
sequence 


gi 


gi|219846056 
4222451 42238 


gi| 219846055 


265679055 
13410 


gi 
11961 


gi| 265679046 
25762 27159 
Clostridiu 
gi| 265679045 
27210 28718 
Flavobacteriaceae 
gi| 265679043 
30363 31864 
klamia. 

gi| 265679039 
Rhodob 


265679038 
37787 


gi 


Clostridiales 
gi| 265679012 


ref|NR_025675.1| Vibrio superstes 
86 Vibrio superstes Bacteria; 


ref |NR_025667.1 
08 Anoxybacillus 


Anoxybacillus gonensis 
gonensis Bacteria; 


ref|NR_025661.1| Thioalkalivibrio 
4205616 4207035 Thioalkalivibrio 
romatiales; Ectothiorhodospiraceae; 


ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


ref|NR_025655.1| Pseudoalteromonas 
4213214 4214713 Pseudoalteromonas 
monadales; Pseudoalteromonadaceae; 


ref|NR_025654.1| Pseudoalteromonas 
4214764 4216269 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_025646.1| Afipia massiliensis 
25 Afipia massiliensis Bacteria; 

ae; Afipia. 

ref|NR_025645.1| Salinicoccus 


4223876 4225383 Salinicoccus 


ref |NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 


ref|NR_029354.1| Clostridium roseum 
Clostridium roseum Bacteria; 

m. 

ref |NR_029353.1| Coenonia anatina 
Coenonia anatina Bacteria; 

; Coenonia. 

ref|NR_029351.1| Facklamia sourekii 
Facklamia sourekii Bacteria; 

ref |NR_029347.1| Sulfitobacter 

ce 36384 37736 Sulfitobacter 


acterales; Rhodobacteraceae; 
ref|NR_029346.1| Sulfitobacter brevis 
39128 Sulfitobacter brevis Bacteria; 
aceae; Sulfitobacter. 
ref|NR_029345.1| Staphylococcus 
40723 Staphylococcus condimenti 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 


ref |NR_029336.1 
53088 54587 
; Peptococcaceae; 
ref |NR_029320.1| Desulfospira 
77090 78536 Desulfospira 
fobacterales; Desulfobacteraceae; 


Deltaproteobacteria; Desul 
93 gi| 265679010 
80045 81448 

Listeria. 
93 gi| 265679004 
Flavobacteria; Flavobacteria 
93 gi| 265679002 
90540 92000 
Halobacteroidaceae; Natr 
93 gi| 265679001 

omplete sequence 

Deferribacterales; Defer 
93 gi| 265679000 
93645 95214 


Lactobacillus. 


ref|NR_029318.1| Listeria innocua 
Listeria innocua Bacteria; 
ref|NR_029312.1| Capnocytophaga 
87607 88985 Capnocytophaga 
les; Flavobacteriaceae; Capnocytophaga. 
ref|NR_029310.1| Natroniella acetigena 
Natroniella acetigena Bacteria; 
oniella. 
ref |NR_029309.1| Geovibrio 
92051 93594 Geovibrio 
ribacteraceae; Geovibrio. 
ref |NR_029308.1| Lactobacillus lindneri 


Lactobacillus lindneri Bacteria; 


387794 Bacteria_16S 101069 101090 72 93 gi| 265678996 
strain SL-4 16S ribosomal RNA, complete sequence 99832 10139 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

387794 Bacteria_16S 102635 102656 72 93 gi| 265678995 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequen 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillace 
Aneurinibacillus. 

387794 Bacteria_16S 146775 146796 72 93 gi| 265678965 


strain FF3 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
387794 Bacteria_1 
propionicum strai 
Firmicu 
387794 Bacteria_1 


Bacteria; 


strain V 5-2 16S 
Firmicutes; 


387794 Bacteria_16S 155939 155960 72 93 gi| 265678959 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 

formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; C 
387794 Bacteria_16S 162046 162067 72 93 gi| 265678955 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 

intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clos 
387794 Bacteria_16S 166679 166700 72 93 gi| 265678952 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 16699 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
387794 Bacteria_16S 180264 180285 72 93 gi| 265678943 


thermophilus stra 
thermophilus Bact 


Methylococcus. 


387794 Bacteria_16S 
proteolyticum str 
Firmicu 
387794 Bacteria_16S 
1787 16S ribosoma 
Clost 
387794 Bacteria_16S 


Bacteria; 


Firmicutes; 


strain 113-1 16S 
Firmicutes; Erysi 


387794 Bacteria_16S 


collagenovorans s 
collagenovorans B 


387794 Bacteria_16S 


aminovalericum st 
aminovalericum Ba 


387794 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; 


aurantiaca strain 
Bacteria; Proteob 


387794 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


Methylococcaceae; 


387794 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


387794 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


387794 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


387794 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


387794 Bacteria_16S 


argentinense stra 
argentinense Bact 


387794 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


Clost 


G 
387794 Bacteria_16S 


bosomal RNA, partial sequence 


6S 152819 152840 72 93 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
6S 154374 154395 72 93 gi 
ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


181757 181778 72 93 gi 
ain CG 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
184862 184883 72 93 gi 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
186431 186452 72 93 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
187980 188001 72 93 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
189533 189554 72 93 gi 
rain DSM 1283 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
191059 191080 72 93 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
192569 192590 72 93 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
194079 194100 72 93 gi 
in 1521 of Whittenbury 16S ribosomal R 


Methylobacter. 

197100 197121 72 93 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
198568 198589 72 93 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
200201 200222 72 93 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


gi 


201776 201797 72 

osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
207987 208008 72 93 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 


93 gi 


145646 14699 


153188 15467 


183663 185179 Clost 


185230 18674 


189853 19130 


195893 19735 


200572 20203 


hodobacter 
265678961 
ce 15161 
idiaceae; 

265678960 


Oxobacter. 


al sequenc 
ria; Methy 


265678942 
ence 18057 
idiaceae; 

265678940 


Clostridiu 
265678939 


elotrichac 
265678938 
quence 
ridiales; 
265678937 
al sequenc 
idiales; C 
265678936 


ethylococc 
265678935 
ence 19135 
occales; M 
265678934 
NA, partia 


265678932 


ethylococc 
265678931 
uence 
diales; Cl 
265678930 
equence 
ria; Desul 


265678929 


mily XI. I 
265678924 
al sequenc 
iales; Clo 


209540 209561 72 93 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 


ostr 


e 206801 20830 


ref |NR_029267.1 

154728 156242 
lostridiaceae; C 
ref |NR_029263.1 
160899 162283 
tridiaceae; Clos 
ref |NR_029260.1 


m. 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029248.1 
ridium nexile DS 
m. 
ref |NR_029247.1 
eae. 
ref|NR_029246.1 
186799 188298 
Clostridiaceae; 
ref|NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref|NR_029244.1 


aceae; Methylomi 
ref |NR_029243.1 
7 #192822 Methyl 
ethylococcaceae; 
ref |NR_029242.1 
1 sequence 


’ 


ref |NR_029240.1 
aceae; Methylomi 
ref |NR_029239.1 

197405 198934 
idiaceae; Cl 
ref |NR_029238.1 

198985 200521 
furomonadales; P 
ref |NR_029237.1 
tae Sedis; H 
NR_029232.1 
4 
diaceae; Clo 


ref 


stri 


265678923 


ref|NR_029304.1| Halobacillus litoralis 
0 Halobacillus litoralis Bacteria; 
ref |NR_029303.1| Aneurinibacillus 

ce 101441 102925 Aneurinibacillus 
ae; Aneurinibacillus group; 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 

ref|NR_029269.1| Clostridium 

7 153137 Clostridium propionicum 
Clostridium. 

ref|NR_029268.1| Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium 
Clostridium 
lostridium. 
Clostridium 
Clostridium 
tridium. 
Clostridium tetani 


5 Clostridium tetani Bacteria; 


Methylococcus 
Methylococcus 
ylococcaceae; 


Clostridium 
idium proteolyticum 


Clostridium nexile DSM 
M 1787 Bacteria; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Clostridium 
Clostridium 
Clostridium. 
Clostridium 
Clostridium 
lostridium. 
Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylomonas 
omonas aurantiaca 
Methylomonas. 
Methylobacter 
192873 194334 
Methylococcales; 


Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Clostridium 
Clostridium 
ostridium. 
Pelobacter 
Pelobacter 
elobacteraceae; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 
ncer 


elcococcus. 
Clostridium 
Clostridium 
stridium. 


ref|NR_029231.1 


Clostridium sporogenes 


208355 209857 Clostridium sporogenes 


idiaceae; 


Clostridium. 


387794 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


387794 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


387794 Bacteria_16S 


strain DSM 20475 


S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
224881 224902 72 93 gi 


211461 21296 


Clostridi 


265678913 
16S ribosomal RNA, partial sequence 223682 22507 


um. 


ref|NR_029221.1 


211092 211113 72 93 gi| 265678922 |ref|NR_029230.1| Clostridium 
in McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
212648 212669 72 93 gi|265678921|ref|NR_029229.1| Clostridium baratii 


8 Clostridium baratii Bacteria; 


Peptococcus niger 


4 Peptococcus niger Bacteria; 


Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

387794 Bacteria_16S 232348 232369 72 93 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

387794 Bacteria_16S 233883 233904 72 93 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

387794 Bacteria_16S 252458 252479 72 93 gi| 265678894 |ref|NR_029202.1| Amaricoccus macauensis 


strain Benl104 16S 


ribosomal RNA, partial sequence 


251300 25272 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricocc 
387794 Bacteria_16S 253933 253954 72 93 gi| 265678893 |ref|NR_029201.1 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Amaricoccus. 

387794 Bacteria_16S 258434 258455 72 93 gi|265678890|ref|NR_029198.1 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella 
387794 Bacteria_16S 259910 259931 72 93 gi| 265678889 |ref|NR_029197.1 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
Ruegeria. 

387794 Bacteria_16S 264396 264417 72 93 gi| 265678884 |ref|NR_029190.1 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
387794 Bacteria_16S 274945 274966 72 93 gi| 265678877 |ref|NR_029183.1 
strain S-16 16S ribosomal RNA, partial sequence 273748 27524 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

387794 Bacteria_16S 280967 280988 72 93 gi| 265678873 |ref|NR_029179.1 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Geobacter. 

387794 Bacteria_16S 282453 282474 72 93 gi| 265678872 |ref|NR_029178.1 
strain W 1471 16S ribosomal RNA, partial sequence 281272 28276 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

387794 Bacteria_16S 284037 284058 72 93 gi|265678871|ref|NR_029177.1 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfobacter. 

387794 Bacteria_16S 311406 311427 72 93 gi| 265678853 |ref|NR_029159.1 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi gro 
387794 Bacteria_16S 312950 312971 72 93 gi| 265678852 |ref|NR_029158.1 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

387794 Bacteria_16S 314491 314512 72 93 gi| 265678851 |ref|NR_029157.1 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
387794 Bacteria_16S 321913 321934 72 93 gi| 265678846 |ref|NR_029151.1 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus 

387794 Bacteria_16S 323515 323536 72 93 gi| 265678845 |ref|NR_029150.1 
strain H168 16S ribosomal RNA, complete sequence 322285 32381 

Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
387794 Bacteria_16S 329676 329697 72 93 gi| 265678841 |ref|NR_029146.1 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Sedimentibacter. 

387794 Bacteria_16S 332876 332897 72 93 gi| 265678839 |ref|NR_029144.1 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Ther 
Moorella group; Moorella. 

387794 Bacteria_16S 340655 340676 72 93 gi| 265678831 |ref|NR_029136.1 


strain S-182 16S 
Firmicutes; Lacto 


ribosomal RNA, partial sequence 


bacillales; Lactobacillaceae; Pediococ 


cus. 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 
Ruegeria 

260120 Ruegeria 
Rhodobacteraceae; 


Psychroserpens 
Psychroserpens 

iaceae; Psychroserpens. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Geobacter 
Geobacter 
Geobacteraceae; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Borrelia japonica 


japonica Bacteria; 


up. 
Staphylococcus 
Staphylococcus 


Clostridium botulinum 
idium botulinum A 


Bacillus 
Bacillus 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Moorella 
333194 Moorella 
moanaerobacteraceae; 


Pediococcus parvulus 


339450 340885 Pediococcus parvulus Bacteria; 


387794 Bacteria_16S 345123 345144 72 93 gi| 265678828 
strain 124-2 16S ribosomal RNA, partial sequence 343905 34542 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
387794 Bacteria_16S 346683 346704 72 93 gi| 265678827 
strain 39 16S ribosomal RNA, partial sequence 345474 34689 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

387794 Bacteria_16S 348152 348173 72 93 gi| 265678826 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequen 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
387794 Bacteria_16S 351065 351086 72 93 gi| 265678824 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
387794 Bacteria_16S 352500 352521 72 93 gi| 265678823 
strain MB312 16S ribosomal RNA, partial sequence 351363 35277 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; R 
387794 Bacteria_16S 358324 358345 72 93 gi| 265678816 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial se 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Loktanella. 

387794 Bacteria_16S 364374 364395 72 93 gi| 265678812 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 36326 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
387794 Bacteria_16S 365858 365879 72 93 gi| 265678811 
strain A3 16S ribosomal RNA, partial sequence 364736 36609 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
387794 Bacteria_16S 367344 367365 72 93 gi| 265678810 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alt 
Idiomarina. 

387794 Bacteria_16S 379419 379440 72 93 gi| 265678802 


strain HTCC2597 1 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


387794 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


387794 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


387794 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


387794 Bacteria_16S 


formicigenes stra 
formicigenes Bact 


387794 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


387794 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


387794 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


387794 Bacteria_16S 


strain E7107 16S 
Proteobacteria; A 


387794 Bacteria_16S 


strain 5424 16S r 
Proteobacteria; A 


387794 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


387794 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


387794 Bacteria_16S 


382455 382476 72 93 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


394771 394792 72 93 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
413351 413372 72 93 gi 
Kx156A7 16S ribosomal RNA, complete se 
a; Firmicutes; Lactobacillales; Lactob 
416487 416508 72 93 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
417977 417998 72 93 gi 
in DV1184 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
424106 424127 72 93 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
431825 431846 72 93 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


441153 441174 72 93 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
447284 447305 72 93 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
448816 448837 72 93 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
453446 453467 72 93 gi 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 

455045 455066 72 93 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
387794 Bacteria_16S 


415329 41680 


422881 42442 


439970 44147 
Entomoplasmataceae; Mesop 
446125 44760 
447654 44913 


452220 45376 


453819 45536 


hodobacter 
265678800 
sequence 
cteria; Rh 
265678792 
39362 
Oribacter 
265678779 
quence 
acillaceae 
265678777 


les; Methy 
265678776 
equence 

iales; Pep 
265678772 


265678767 
sequence 
ria; Rhodo 


265678761 


265678757 


Acetobacte 
265678756 


Acetobacte 
265678752 


265678751 


456605 456626 72 93 gi 


ref|NR_029133.1| Lactobacillus pentosus 
3 Lactobacillus pentosus Bacteria; 
ref|NR_029132.1| Brevibacillus reuszeri 


2 Brevibacillus reuszeri Bacteria; 


ref|NR_029131.1| Brevibacillus 
ce 346943 348361 Brevibacillus 
Brevibacillus. 
ref|NR_029129.1| Paracoccus kocurii 
occus kocurii Bacteria; Proteobacteria; 
Ss. 
ref|NR_029128.1| Rhodobium orientis 
0 Rhodobium orientis Bacteria; 
hodobium. 
ref|NR_029121.1] Loktanella 
quence 357208 358614 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029117.1| Phenylobacterium 
4 364685 Phenylobacterium lituiforme 
aulobacteraceae; Phenylobacterium. 
ref|NR_029116.1| Salipiger mucosus 
9 Salipiger mucosus Bacteria; 
aceae; Salipiger. 
ref|NR_029115.1| Idiomarina 

366150 367594 Idiomarina 
eromonadales; Idiomarinaceae; 
ref|NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 
aceae; Oceanicola. 
ref|NR_029105.1| Parvibaculum 

381306 382756 Parvibaculum 
izobiales; Phyllobacteriaceae; 
ref|NR_029097.1| Oribacterium sinus 
6 394999 Oribacterium sinus Bacteria; 
ium. 
ref|NR_029084.1| Lactobacillus 

412124 413673 Lactobacillus 
; Lactobacillus. 
ref|NR_029082.1| Methylobacterium 
5 Methylobacterium populi BJ001 
lobacteriaceae; Methylobacterium. 
ref|NR_029081.1| Tepidibacter 

416856 418235 Tepidibacter 
tostreptococcaceae; Tepidibacter. 
ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


ref|NR_029072.1 
430661 432145 
spirillales; Ace 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


ref|NR_029066.1| Mesoplasma photuris 
6 Mesoplasma photuris Bacteria; 
lasma. 
ref|NR_029062.1| Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
raceae; Roseomonas. 

ref|NR_029061.1| Roseomonas gilardii 

5 Roseomonas gilardii Bacteria; 
raceae; Roseomonas. 

ref|NR_029057.1| Macrococcus lamae 

8 Macrococcus lamae Bacteria; 


ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 


265678747 


oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 


oligofermentans B 


acteria; Firmicutes; Lactobacillales; 


Streptococ 


ref|NR_029052.1] Streptococcus 
455417 456926 Streptococcus 
caceae; Streptococcus. 


387794 Bacteria_16S 


strain AU476 16S 


465578 465599 72 93 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


387794 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


387794 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


387794 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


387794 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


387794 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


387794 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


387794 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


387794 Bacteria_16S 


coryniformis subs 


473267 473288 72 93 
ribosomal RNA, partial sequence 

bacillales; Weissella. 

476344 476365 72 93 gi 
GCL 1731 16S ribosomal RNA, partial s 

ia; Firmicutes; Lactobacillales; Lacto 

477717 477738 72 93 gi 


gi 


Rhodobacterales; Rhodobacteraceae; 
485383 485439 39 92 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 
497812 497833 72 93 gi 
M512/02/1 16S ribosomal RNA, partial 
ia; Firmicutes; Lactobacillales; Strep 
502520 502541 72 93 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
504019 504040 72 93 gi 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


ia; 


508652 508673 72 93 gi 
p- torquens strain 30 16S ribosomal RN. 


501307 502 


265678741 


464412 46582 


Rhodospiri 
265678736 


472041 47353 


265678734 
equence 
bacillacea 

265678733 


476563 478023 Parac 


Paracoccu 
265678728 
ete sequen 
es; Spiroc 
265678720 
sequence 

tococcacea 
265678717 
81 


265678716 
sequence 
eria; Rhod 
265678713 
A, complet 


ref|NR_029046.1 


llac 
ref 


eae; Inquili 
NR_029041.1 


ref |NR_029039.1 

475117 476512 
e; Lactobacillu 
ref|NR_029038.1 
occus yeei Bacte 
Ss. 
ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
NR_029025.1 
496622 498127 
treptococcus 
NR_029022.1 


ref|NR_029021.1 
502862 504310 
obacterales; Rho 


ref 
e se 


NR_029018.1 
quence 


Ss. 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Weissella koreensis 


7 Weissella koreensis Bacteria; 


Lactobacillus 
Lactobacillus 


Paracoccus yeei strain 
ria; Proteobacteria; 


Spirochaeta 
Spirochaeta 
chaeta. 
Streptococcus 
Streptococcus 


Bacillus indicus 


Bacillus indicus Bacteria; 


Loktanella 
Loktanella 
dobacteraceae; 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


387794 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


387794 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


387794 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


387794 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


387794 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


387794 Bacteria_16S 


strain 173-96 16S 
Proteobacteria; A 


387794 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


387794 Bacteria_16S 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


387794 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


387794 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


387794 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


387794 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


387794 Bacteria_16S 


strain 3wCc2 16S r 
Firmicutes; Clost 


Lactobacillus. 

513156 513177 72 93 gi 
CCUG 47156 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
514595 514616 72 93 gi 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
532883 532904 72 93 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
542063 542084 72 93 gi 
CW1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
551328 551349 72 93 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
560448 560469 72 93 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
561983 562004 72 93 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


Lactobac 
gi 


563556 563577 72 93 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
572613 572634 72 93 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


583079 583100 72 93 
ibosomal RNA, partial sequence 


gi 


584566 584587 72 93 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


586062 586083 
16S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
590529 590550 72 93 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


72 93 gi 
partial sequence 


gi 


265678710 
sequence 
ococcaceae 

265678709 


513446 51481 


illus. 
265678697 


531745 53318 


265678691 
ce 54086 


265678685 
quence 
ctobacilla 
265678679 


559287 56077 


Acetobacte 
265678678 
sequence 

eria; Rhod 


265678677 
sequence 
ia; Acidit 
265678671 
sequence 


teria; Rho 


265678664 


581868 58337 


265678663 
equence 
ria; Rhodo 


265678662 
58488 


265678659 


Clostridiu 


ref|NR_029015.1 

511957 513395 
; Streptococcus. 
ref|NR_029014.1 
3 Lactobacillus 


ref|NR_029002.1 


ref |NR_028996.1 
2 542331 Staphy 


ref |NR_028990.1 

550095 551652 
ceae; Lactobacil 
ref |NR_028984.1 


raceae; Roseomon 
ref|NR_028983.1 

560822 562307 
ospirillales; Ac 


ref |NR_028982.1 
562358 563851 
hiobacillales; A 


ref|NR_028976.1 
571472 572837 
dobacterales; Rh 


ref|NR_028969.1 


ref |NR_028968.1 
583422 584837 
bacterales; Rhod 


ref |NR_028967.1 
8 586308 Bacill 


Streptococcus 
Streptococcus 


Lactobacillus rossiae 
rossiae Bacteria; 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Staphylococcus 
lococcus nepalensis 


Lactobacillus 

Lactobacillus 
lus. 

Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Jannaschia 
Jannaschia 


odobacteraceae; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Paracoccus 
Paracoccus 
obacteraceae; 


Bacillus barbaricus 
us barbaricus Bacteria; 


ref|NR_028964.1 


mM. 


Clostridium colicanis 


589361 590795 Clostridium colicanis Bacteria; 


387794 Bacteria_16S 607136 607157 72 93 gi| 265678647 |ref|NR_028952.1 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceano 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

387794 Bacteria_16S 610208 610229 72 93 gi| 265678645 |ref|NR_028950.1 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
387794 Bacteria_16S 611753 611774 72 93 gi|265678644|ref|NR_028949.1 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
387794 Bacteria_16S 633045 633066 72 93 gi| 265678629 |ref|NR_028934.1 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

387794 Bacteria_16S 651465 651486 72 93 gi| 265678617 |ref|NR_028922.1 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
387794 Bacteria_16S 652857 652878 72 93 gi| 265678615 |ref|NR_028920.1 
strain CK55 16S ribosomal RNA, partial sequence 651676 65311 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 654317 654338 72 93 gi|265678614|ref|NR_028919.1 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Calora 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacte 
387794 Bacteria_16S 658837 658858 72 93 gi|265678610|ref|NR_028915.1 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

387794 Bacteria_16S 661864 661885 72 93 gi|265678608|ref|NR_028913.1 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

387794 Bacteria_16S 664887 664908 72 93 gi|265678606|ref|NR_028911.1 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family 
Anaerovorax. 

387794 Bacteria_16S 666471 666492 72 93 gi| 265678605 |ref|NR_028910.1 
strain WoG13 16S ribosomal RNA, partial sequence 665236 66673 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

387794 Bacteria_16S 684464 684485 72 93 gi| 265678593 |ref|NR_028898.1 
strain CK74 16S ribosomal RNA, partial sequence 683287 68472 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 698253 698274 72 93 gi|265678584|ref|NR_028889.1 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevun 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
387794 Bacteria_16S 704168 704189 72 93 gi|265678580|ref|NR_028885.1 
strain ThSch 12 16S ribosomal RNA, partial sequence 702960 704365 Lamprocystis 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
387794 Bacteria_16S 706972 706993 72 93 gi| 265678578 |ref|NR_028883.1 
strain 111-35 16S ribosomal RNA, partial sequence 705889 70720 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

387794 Bacteria_16S 716075 716096 72 93 gi|265678571|ref|NR_028876.1 
strain TH-3 16S ribosomal RNA, partial sequence 714920 71638 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter 
387794 Bacteria_16S 719258 719279 72 93 gi| 265678569 |ref|NR_028873.1 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

387794 Bacteria_16S 731514 731535 72 93 gi|265678561|ref|NR_028865.1 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

387794 Bacteria_16S 737576 737597 72 93 gi|265678556|ref|NR_028860.1 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
387794 Bacteria_16S 742206 742227 72 93 gi| 265678553 |ref|NR_028857.1 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 74252 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
387794 Bacteria_16S 743698 743719 72 93 gi|265678551|ref|NR_028855.1 
strain 3-p 16S ribosomal RNA, partial sequence 742578 74395 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodoci 
387794 Bacteria_16S 773256 773277 72 93 gi|265678531|ref|NR_028835.1 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipe 
387794 Bacteria_16S 776410 776431 72 93 gi| 265678529 |ref|NR_028833.1 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

387794 Bacteria_16S 779503 779524 72 93 gi| 265678526 |ref|NR_028830.1 


postgatei strain 2ac9 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


acteria; 


Oceanobacillus 
bacillus picturae 


Planomicrobium 
Planomicrobium 


Lactobacillus 
Lactobacillus 


Acetobacterium tundrae 
tundrae Bacteria; 


Aerococcus 
651625 Aerococcus 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
r,. 

Anaerostipes caccae 


caccae Bacteria; 


Jeotgalicoccus 
662086 Jeotgalicoccus 


Anaerovorax 
Anaerovorax 


XIII. Incertae Sedis; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Lamprocystis purpurea 


purpurea Bacteria; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Virgibacillus 
acillus marismortui 


Solibacillus 
Solibacillus 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 

Atopostipes 
Atopostipes 
Ss. 

Streptococcus sinensis 
sinensis Bacteria; 


Desulfobacter 


778272 779794 Desulfobacter postgatei 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 


387794 Bacteria_16S 
satelles strain V 
satelles Bacteria 
387794 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; 


strain ASpGl1 16S 
Spirochaetes; Spi 


387794 Bacteria_16S 


strain MOL361 16S 


Firmicutes; Erysi 
387794 Bacteria_16S 


ingluviei strain 
Bacteria; 


Bacteria; 


G 
387794 Bacteria_16S 


Firmicu 
387794 Bacteria_16S 
jannaschii strain 
Proteob 
387794 Bacteria_16S 


784112 784133 72 93 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; 
791752 791773 72 

6S ribosomal RNA, 


, 


93 gi 


793286 793307 72 93 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
799395 799416 72 93 
ribosomal RNA, partial sequence 


gi 


gi 


808648 808669 72 93 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; 


813247 813268 72 93 


gi 


acteria; Gammaproteobacteria; Chromati 
814767 814788 72 93 gi 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; 


Proteob 
387794 Bacteria_16S 
strain 19 16S rib 


acteria; Gammaproteobacteria; Thiotric 
846759 846780 72 93 gi 
osomal RNA, partial sequence 


Clostridiale 


complete sequence 790537 79204 
ammaproteobacteria; Alteromonadales; P 


792094 79356 
Spirocha 


798207 79971 
pelotrichi; Erysipelotrichales; Erysip 


Lactobacillaceae 


ALM2 16S ribosomal RNA, partial seque 


845553 84708 


265678523 
sequence 
s; Lachnos 
265678518 


sychromona 
265678517 


eta. 
265678513 


elotrichac 
265678507 
e 80741 
; Lactobac 
265678504 
nce 81203 
ales; Ecto 
265678503 
e 81355 
hales; Pis 
265678482 


ref|NR_028827.1| Shuttleworthia 

782926 784381 Shuttleworthia 
piraceae; Shuttleworthia. 
ref|NR_028821.1| Psychromonas arctica 
3 Psychromonas arctica Bacteria; 
daceae; Psychromonas. 
ref|NR_028820.1| Spirochaeta americana 


0 Spirochaeta americana Bacteria; 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 

eae; Turicibacter. 

ref|NR_028810.1| Lactobacillus 

2 808917 Lactobacillus ingluviei 
illus. 
ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028806.1 
9 815058 Thioal 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 

Thioalkalimicrobium 
kalimicrobium cyclicum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028785.1| Clostridium scindens 
1 Clostridium scindens Bacteria; 


’ 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 848279 848300 72 93 gi| 265678481 |ref|NR_028784.1| Paracoccus 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

387794 Bacteria_16S 854053 854074 72 93 gi| 265678477 |ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 

387794 Bacteria_16S 857185 857206 72 93 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

387794 Bacteria_16S 860304 860325 72 93 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

387794 Bacteria_16S 864901 864922 72 93 gi| 265678469 |ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
387794 Bacteria_16S 866382 866403 72 93 gi|265678468|ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

387794 Bacteria_16S 869510 869531 72 93 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

387794 Bacteria_16S 891956 891977 72 93 gi|265678450|ref|NR_028752.1| Orenia sivashensis 


strain Z-7191 16S 
Firmicutes; Clost 


387794 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


387794 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


387794 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


387794 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


387794 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


387794 Bacteria_16S 


strain PSv29 16S 


Proteobacteria; D 


387794 Bacteria_16S 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
901221 901242 72 93 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
910426 910447 72 93 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
916669 916690 72 93 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
922912 922933 72 93 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
924483 924504 72 93 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
926025 926046 72 93 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
929050 929071 72 93 gi 


890778 89219 
Halobacteroida 


921679 92319 


924822 92631 


ceae; Oren 
265678444 
e 90001 
hales; Pis 
265678438 
quence 

iales; Clo 
265678434 
ence 91544 
; Streptoc 
265678430 


Desulfoba 
265678429 
nce 92324 
acterales; 
265678428 


Desulfoba 
265678426 


7 Orenia sivashensis Bacteria; 
ia. 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 


Thioalkalimicrobium 

kalimicrobium sibiricum 

; Thioalkalimicrobium. 
Clostridium 
Clostridium 

stridium. 

Streptococcus 

ococcus intermedius 

ccus anginosus group. 
Desulfofrigus fragile 

fragile Bacteria; 

fofrigus. 

Desulfofrigus 

ofrigus oceanense 
Desulfobacteraceae; Desulfofrigus. 

ref|NR_028730.1| Desulfofaba gelida 

0 Desulfofaba gelida Bacteria; 

cteraceae; Desulfofaba. 


92790 


ref|NR_028728.1| Roseovarius 
3 929320 Roseovarius nubinhibens 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 


387794 Bacteria_ 
strain DSS-3 16S 


16S 930533 930554 72 93 
ribosomal RNA, partial sequence 


gi 


265678425 
929371 93083 


ref 


NR_028727.1 


Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 

387794 Bacteria_16S 932087 932108 72 93 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
387794 Bacteria_16S 933670 933691 72 93 gi|265678423|ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 939835 939856 72 93 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

387794 Bacteria_16S 973851 973872 72 93 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


387794 Bacteria_ 


strain II-2 16S r 
Sp 


Bacteroidetes; 
387794 Bacteria_ 


barnesii strain S 


16S 979802 979823 72 93 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 


16S 981288 981309 72 93 


gi 


Sap 
gi 


265678391 
978631 98004 
rospiracea 
265678390 
ES-3 16S ribosomal RNA, partial sequence 


ref 


e; 
ref 
98009 


9 981569 Sulfu 


NR_028693.1 


ewinella. 
NR_028692.1 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 
L 


Sulfurospirillum 


rospirillum barnesii 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 

387794 Bacteria_16S 982821 982842 72 93 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 

strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

387794 Bacteria_16S 984414 984435 72 93 gi|265678388|ref|NR_028690.1| Treponema socranskii 

subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 

socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

387794 Bacteria_16S 993840 993861 72 93 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 

Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 

Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

387794 Bacteria_16S 995367 995388 72 93 gi|265678381|ref|NR_028683.1| Acidaminobacter 

hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 

hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 

Sedis; Acidaminobacter. 

387794 Bacteria_16S 996925 996946 72 93 gi|265678380|ref|NR_028682.1| Granulicatella elegans 

strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 

Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

387794 Bacteria_16S 1019612 1019633 72 93 gi|265678365|ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

387794 Bacteria_16S 1021208 1021229 72 93 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 

strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

387794 Bacteria_16S 1022761 1022782 72 93 gi|265678363|ref|NR_028665.1| Streptococcus 

pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 

pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

387794 Bacteria_16S 1024332 1024353 72 93 gi|265678362|ref|NR_028664.1| Streptococcus mitis 

strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

387794 Bacteria_16S 1033399 1033420 72 93 gi| 265678356 |ref|NR_028658.1| Lactobacillus 

satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 

satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 1034959 1034980 72 93 gi|265678355|ref|NR_028657.1| Aneurinibacillus 

danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

387794 Bacteria_16S 1056263 1056284 72 93 gi|265678340|ref|NR_028642.1| Paraliobacillus 

ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 

ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

387794 Bacteria_16S 1069863 1069884 72 93 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 

strain W1-2B 16S ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 

Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

387794 Bacteria_16S 1071358 1071379 72 93 gi|265678330|ref|NR_028632.1| Tistrella mobilis 

strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 

387794 Bacteria_16S 1081680 1081701 72 93 gi|265678322|ref|NR_028624.1| Bacillus funiculus 


strain NAFOO1 16S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

387794 Bacteria_16S 1083207 1083228 72 93 gi| 265678321 |ref 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 1087754 1087775 72 93 gi| 265678318 |ref 


1139 16S ribosomal RNA, 


Bacillales; Bacil 


ribosomal RNA, partial sequence 


complete sequence 


laceae; Bacillus. 


1080469 10819 


61 Lactobacillus 


NR_028623.1 


98 Bacillus funiculus Bacteria; 


Lactobacillus 
equi Bacteria; 


equi 


NR_028620.1 


1086532 1088056 Bacillus akibai Bacteria; 


Bacillus akibai strain 
Firmicutes; 


387794 Bacteria_ 


strain M 6 A9 16S 
Lacto 


Firmicutes; 
387794 Bacteria_ 


16S 1092402 1092423 72 93 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 


16S 1104343 1104364 72 93 


gi 


Lactobac 
gi 


1091188 10926 


265678315 


illus. 
265678306 


ref |NR_028617.1 
88 Lactobacillus 


ref|NR_028608.1 


Lactobacillus algidus 
algidus Bacteria; 


Mogibacterium pumilum 


strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

387794 Bacteria_16S 1118072 1118093 72 93 gi|265678297|ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

387794 Bacteria_16S 1121083 1121104 72 93 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

387794 Bacteria_16S 1124186 1124207 72 93 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 1125690 1125711 72 93 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

387794 Bacteria_16S 1140754 1140775 72 93 gi| 253680763 |ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 

387794 Bacteria_16S 1149856 1149877 72 93 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

387794 Bacteria_16S 1151277 1151298:72 93 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
387794 Bacteria_16S 1152833 1152854 72 93 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

387794 Bacteria_16S 1155812 1155833 72 93 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

387794 Bacteria_16S 1166487 1166508 72 93 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

387794 Bacteria_16S 1167916 1167937 72 93 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

387794 Bacteria_16S 1174096 1174117 72 93 gi|228719222|ref|NR_027581.1| Capnocytophaga 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

387794 Bacteria_16S 1178587 1178608 72 93 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

387794 Bacteria_16S 1183135 1183156 72 93 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
387794 Bacteria_16S 1196774 1196795 72 93 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

387794 Bacteria_16S 1210417 1210438 72 93 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 


DSM 14365 16S rib 
Bacteria; Proteob 


387794 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


387794 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


387794 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


387794 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


387794 Bacteria_16S 


osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1220815 1220836 72 93 gi 
bacillales; Carnobacteriaceae; Allofus 
1223861 1223882 72 93 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1225370 1225391 72 93 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1237577 1237598 72 93 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1239083 1239104 72 93 gi 


1209193 12106 
6S ribosomal RNA, partial sequence 1219617 12211 
ti 
1222664 12241 
Ca 
pt 


en 


ales; Nann 
219878362 


s. 
219878346 


minicell 
219878314 
1 sequence 
ococcace 
219878251 
ce 12363 
spiraceae; 
219878163 


ocys 
ref 


tineae; Hali 
NR_025501.1 


ref|NR_025485.1 
as 
ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025302.1 


niigataensis strain DSM7050 16S ribosomal RNA, partial sequence 
niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Streptococcus 

1 Streptococcus 

Ss. 

Parasporobacterium 
orobacterium paucivorans 
ium. 

Aminobacter 


1237929 123939 


4 Aminobacter 


387794 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


387794 Bacteria_16S 


metallireducens s 
metallireducens B 


387794 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


387794 Bacteria_16S 


subsp. paredis st 
socranskii subsp. 


387794 Bacteria_16S 


subsp. buccale st 
socranskii subsp. 


387794 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


387794 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


387794 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


387794 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


387794 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


387794 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


387794 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


387794 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


387794 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


387794 Bacteria_16S 


Mi268 16S ribosom 
Lactobacillales; 


387794 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


387794 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


387794 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


387794 Bacteria_16S 


cellulosolvens 6 
Bacteria; Firmicu 


387794 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


387794 Bacteria_16S 


schleiferi subsp. 


1240599 1240620 72 93 gi|219878162|ref|NR_025301.1| Aminobacter 
n DSM7048 16S ribosomal RNA, partial sequence 1239445 1240914 Aminobacter 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
1245127 1245148 72 93 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
train 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
1248140 1248161 72 93 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
ain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 
1252486 1252507 72 93 gi|219857241|ref|NR_024869.1| Treponema socranskii 
rain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
1254013 1254034 72 93 gi|219857240|ref|NR_024868.1| Treponema socranskii 
rain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
1255546 1255567 72 93 gi|219857194|ref|NR_024822.1| Brevibacillus 
n DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
ria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
1260047 1260068 72 93 gi|219846811|ref|NR_026403.1| Deinococcus 
19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
einococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
1266064 1266085 72 93 gi|219846539|ref|NR_026131.1] Clostridium grantii Al 
, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Clostridium. 
1269186 1269207 72 93 gi|219846421|ref|NR_026012.1| Desulfuromonas 
rain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
1278039 1278060 72 93 gi|219846127|ref|NR_025717.1| Thalassomonas 
n JC2041 16S ribosomal RNA, partial sequence 1276861 1278268 Thalassomonas 
ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Thalassomonas. 
1279490 1279511 72 93 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 
ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
1282441 1282462 72 93 gi| 219846087 |ref|NR_025677.1| Entomoplasma somnilux 
ribosomal RNA, partial sequence 1281261 1282749 Entomoplasma somnilux Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
1285534 1285555 72 93 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
ain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 
1287091 1287112 72 93 gi| 219846053 |ref|NR_025643.1| Jeotgalicoccus 
in YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 
1288686 1288707 72 93 gi|219846052|ref|NR_025642.1| Weissella soli strain 


al RNA, partial sequence 
Weissella. 


1287447 1289004 Weiss 


bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

1303648 1303669 72 93 gi 
tes; Clostridia; Clostridiales; Eubact 
1315868 1315889 72 93 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1318981 1319002 72 93 gi 
coagulans strain GA 211 16S ribosomal 


la 


1290146 1290167 72 93 gi|219846501 
6S ribosomal RNA, complete sequence 1289055 12904 
oriobacteridae; Coriobacteriales; Coriobacterine 

1294686 1294707 72 93 gi| 228715348 
rain PA 231 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Bacillales; Staphylococcus. 

1297595 1297616 72 93 gi| 219857534 


1296399 12978 


219846514 
16S ribosomal RNA, partial sequence 1302478 13039 
eriaceae; 

228716557 
1 seq 


cea 


228715349 
RNA, 


Staphylococcus schleiferi subsp. coagulans Bacteria; 


387794 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


387794 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


387794 Bacteria_16S 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 


1320523 1320544 72 93 gi| 228715347 
s strain MAW 8436 16S ribosomal RNA, partial seq 
ealyticus Bacteria; Firmicutes; Bacillales; Stap 
1322065 1322086 72 93 gi| 228715346 
arnosus strain 361 16S ribosomal RNA, partial se 
arnosus Bacteria; Firmicutes; Bacillales; Staphy 
1323605 1323626 72 93 gi| 228715345 


uence 
e; Ba 


part 


Firmicutes; 


ella soli Bacteria; Firmicutes; 

ref |NR_026093.1| Atopobium parvulum 

02 Atopobium parvulum Bacteria; 

ae; Coriobacteriaceae; Atopobium. 
ref|NR_027520.1] Staphylococcus equorum 


1293463 1294956 Staphylococcus equorum 


ref|NR_025122.1| Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 


ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 

Eubacterium. 

ref|NR_027552.1| Bacillus subtilis 
1314657 1316173 Bacillus subtilis 

cillus. 

ref|NR_027521.1|] Staphylococcus 

ial sequence 1317758 1319249 


Bacillales; Staphylococcus. 


ref|NR_027519.1| Staphylococcus capitis 
uence 1319300 1320791 Staphylococcus 
hylococcus. 

ref|NR_027518.1| Staphylococcus 

quence 1320842 1322334 Staphylococcus 
lococcus. 

ref|NR_027517.1] Streptococcus 


1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


387794 Bacteria_16S 
carnosus s 
sakei subsp. carn 
387794 Bacteria_16S 
gallaeciensis str 


subsp. 


gallaeciensis BS1 
Phaeobacter. 


387794 Bacteria_16S 


hafniense strain 
DCB-2 Bacteria; 


cellulovorans 743 


387794 Bacteria_16S 
antarcticus strai 
Proteob 
387794 Bacteria_16S 


Bacteria; 


strain ATCC 29176 
29176 Bacteria; 


strain HTCC2516 1 
Bacteria; 


strain 08145 16S 
Proteobacteria; 


strain L1-82 16S 
Bacteria; 


bermudensis HTCC2 


HTCC2503 Bacteria 
387794 Bacteria_16S 
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387794 Bacteria_16S 1448129 1448150 72 93 gi|224581422|ref|NR_027203.1| Mogibacterium 

neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 

Mogibacterium. 

387794 Bacteria_16S 1464599 1464620 72 93 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 

strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

387794 Bacteria_16S 1478204 1478225 72 93 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 

strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 1479777 1479798 72 93 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 

subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 

subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

387794 Bacteria_16S 1484351 1484372 72 93 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 

strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

387794 Bacteria_16S 1491940 1491961 72 93 gi|219846902|ref|NR_026494.1| Clostridium 

saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 

WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 1497943 1497964 72 93 gi|219846665|ref|NR_026257.1| Halanaerobium 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

387794 Bacteria_16S 1499453 1499474 72 93 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 

51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

387794 Bacteria_16S 1505382 1505403 72 93 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 

ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 

ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

387794 Bacteria_16S 1509903 1509924 72 93 gi|219846290|ref|NR_025880.1| Lactobacillus 

paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 

paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 1511482 1511503 72 93 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 

ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 

ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

387794 Bacteria_16S 1514353 1514374 72 93 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 

strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

387794 Bacteria_16S 1517368 1517389 72 93 gi|219873435|ref|NR_025194.1| Desulfotignum 

phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 1517596 Desulfotignum 

phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

Desulfotignum. 

387794 Bacteria_16S 1518823 1518844 72 93 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 

strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

387794 Bacteria_16S 1520336 1520357 72 93 gi|219857617|ref|NR_025206.1| Hespellia porcina 

strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

387794 Bacteria_16S 1546345 1546366 72 93 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 

strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

387794 Bacteria_16S 1547860 1547881 72 93 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 

strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

387794 Bacteria_16S 1567130 1567151 72 93 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 

strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

387794 Bacteria_16S 1568665 1568686 72 93 gi| 219846057 |ref|NR_025647.1| Leptotrichia hofstadii 

strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

387794 Bacteria_16S 1583824 1583845 72 93 gi|219878489|ref|NR_025628.1| Viridibacillus arenosi 

strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 

Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

387794 Bacteria_16S 1585379 1585400 72 93 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 

strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 

Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

387794 Bacteria_16S 1586934 1586955 72 93 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 


LMG 22167 16S rib 
Bacillales; Bacil 


osomal RNA, partial sequence 
laceae; Bacillus. 


1585730 1587233 Bacillus humi Bacteria; 


Firmicutes; 


387794 Bacteria_16S 1610012 1610033 72 93 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

387794 Bacteria_16S 1611449 1611470 72 93 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 
387794 Bacteria_16S 1612929 1612950 72 93 gi|219878468|ref|NR_025607.1| Loktanella 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 


387794 Bacteria_16S 1614458 1614479 72 93 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
387794 Bacteria_16S 1615960 1615981 72 93 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
strain CM243 16S ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

387794 Bacteria_16S 1631088 1631109 72 93 gi|219878456|ref|NR_025595.1| Bacillus gelatini 


strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


387794 Bacteria_16S 1635752 1635773 72 93 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

387794 Bacteria_16S 1637214 1637235 72 93 gi|219878452|ref|NR_025591.1| Bacillus soli strain 


R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
387794 Bacteria_16S 1638705 1638726 72 93 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 

Bacillales; Bacillaceae; Bacillus. 


387794 Bacteria_16S 1652390 1652411 72 93 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

387794 Bacteria_16S 1661632 1661653 72 93 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

387794 Bacteria_16S 1670843 1670864 72 93 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 1684462 1684483 72 93 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 1688925 1688946 72 93 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

387794 Bacteria_16S 1690497 1690518 72 93 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

387794 Bacteria_16S 1693610 1693631 72 93 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
387794 Bacteria_16S 1702928 1702949 72 93 gi|219878406|ref|NR_025545.1| Halobacillus 


karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 


387794 Bacteria_16S 1707421 1707442 72 93 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 1711979 1712000 72 93 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 


strain R-8904 16S ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 


387794 Bacteria_16S 1734796 1734817 72 93 gi|219878385|ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
387794 Bacteria_16S 1745579 1745600 72 93 gi|219878377|ref|NR_025516.1| Streptococcus ratti 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

387794 Bacteria_16S 1753104 1753125 72 93 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
387794 Bacteria_16S 1757784 1757805 72 93 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 
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1765290 1765311 72 93 gi| 219878361 
CECT 5353 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1766756 1766777 72 93 gi| 219878360 
34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
1768239 1768260 72 93 gi| 219878359 
ZF2 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 


1783349 1783370 72 93 gi| 219878348 
16S ribosomal RNA, partial sequence 
Fusobacteriales; Fusobacteriaceae; Sneathia. 
1787824 1787845 72 93 gi| 219878344 
n SG 3301 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


1790787 1790808 72 93 gi| 219878342 
n LMG 20964 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
1802991 1803012 72 93 gi| 219878334 
rain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
1804558 1804579 72 93 gi| 219878333 
LMG 19488 16S ribosomal RNA, complete sequence 
Firmicutes; Bacillales; Bacillaceae; 
1809185 1809206 72 93 gi| 219878330 
n CMS 26o0r 16S ribosomal RNA, partial sequence 
ria; 
387794 Bacteria_16S 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 
1824527 1824548 72 93 gi| 219878320 
16S ribosomal RNA, complete sequence 
Bacillales; Bacillaceae; Halobacillus. 
1841292 1841313 72 93 gi| 219878308 
ain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
1842833 1842854 72 93 gi| 219878307 
strain DSM 497 16S ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
1844396 1844417 72 93 gi| 219878306 
strain M577-94 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 


387794 Bacteria_16S 


strain DSM 9172 1 


1854916 1854937 72 93 gi| 219878298 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 
sulfidifaciens Bacteria; 
387794 Bacteria_16S 


Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 
1857869 1857890 72 93 gi| 219878296 
6S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 


Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 


387794 Bacteria_16S 


strain DSM 11713 


Firmicutes; Bacillales; 
387794 Bacteria_16S 


psychrotolerans Bacteria; 
387794 Bacteria_16S 


387794 Bacteria_16S 


1891716 1891737 72 93 gi| 219878270 
16S ribosomal RNA, partial sequence 1890504 18919 

Bacillaceae; Bacillus. 
1893237 1893258 72 93 gi| 219878269 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
1903830 1903851 72 93 gi| 219878261 
CIP 106764 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
1909511 1909532 72 93 gi| 219878257 


1902626 19040 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequenc 


sanguinicola Bacteria; 
387794 Bacteria_16S 


Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
1918724 1918745 72 93 gi|219878249 


strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 19190 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 


387794 Bacteria_16S 


1927903 1927924 72 93 gi| 219878243 
strain L1/68 16S ribosomal RNA, partial sequence 


1926697 19282 


Virgibacillus. 


ref|NR_025500.1] Streptococcus 
1764167 1765501 Streptococcus 


ref|NR_025499.1| Alkalilimnicola 


ref|NR_025498.1| Sedimentibacter 


1767074 1768507 Sedimentibacter saalensis 


ref|NR_025487.1| Sneathia sanguinegens 


1782175 1783536 Sneathia sanguinegens 


ref|NR_025483.1| Halorhodospira 
1786631 1787986 Halorhodospira 


ref|NR_025481.1| Virgibacillus 
1789570 1791087 Virgibacillus 


ref|NR_025473.1| Bacillus 


ref|NR_025472.1| Virgibacillus 
1803341 1804862 Virgibacillus 


ref|NR_025469.1] Planococcus 
1807983 1809461 Planococcus 


ref|NR_025459.1| Halobacillus trueperi 


1823301 1824836 Halobacillus trueperi 


ref|NR_025447.1| Lactobacillus 


ref|NR_025446.1| Bacillus halodurans 


1841624 1843132 Bacillus halodurans Bacteria; 


ref|NR_025445.1| Isobaculum melis 


1843183 1844697 Isobaculum melis Bacteria; 


ref|NR_025437.1| Globicatella 
1853726 1855215 Globicatella 


ref|NR_025435.1| Trichococcus palustris 


ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


ref|NR_025408.1]| Bacillus 
1892040 1893527 Bacillus 


ref|NR_025400.1| Facklamia miroungae 
30 Facklamia miroungae Bacteria; 


ref|NR_025396.1] Aerococcus 
e 1908318 1909816 Aerococcus 


ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 


387794 Bacteria_16S 


1939960 1939981 72 93 gi| 219878235 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 


Methylobacterium. 


387794 Bacteria_16S 


1941503 1941524 72 93 gi| 219878234 


ref|NR_025374.1| Methylobacterium 
1938810 1940249 Methylobacterium 
biales; Methylobacteriaceae; 


ref|NR_025373.1| Bacillus shackletonii 


strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 


Firmicutes; Bacillales; 


Bacillaceae; Bacillus. 


387794 Bacteria_16S 


strain TMW 1.666 
Bacteria; 


strain LMG 17489 
Firmicutes; 


strain m2661/98/1 
Firmicutes; 


strain BM5 16S ri 
Proteobacteria; 


strain ET-5b 16S 


Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

387794 Bacteria_16S 1970352 1970373 72 93 gi|219878215|ref|NR_025354.1 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 197053 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rh 
Azospirillum. 

387794 Bacteria_16S 1973275 1973296 72 93 gi| 219878213 |ref|NR_025352.1 
strain CK58 16S ribosomal RNA, partial sequence 1972100 19735 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 1974854 1974875 72 93 gi|219878212|ref|NR_025351.1 
strain 581 16S ribosomal RNA, partial sequence 1973642 19751 


Firmicutes; Bacil 


387794 Bacteria_16S 


phenolica strain 
Bacteria; 


strain Cm al3 16S 
Proteobacteria; D 


387794 Bacteria_16S 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


387794 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


387794 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


387794 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


387794 Bacteria_16S 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
387794 Bacteria_16S 


strain DSM 176 16 
Proteobacteria; G 


387794 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


387794 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


387794 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


387794 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


387794 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


387794 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


Firmicu 
387794 Bacteria_16S 
16S ribosomal RNA, partial sequence 1945009 19464 
Bacil 
387794 Bacteria_16S 


Lacto 
387794 Bacteria_16S 


G 
387794 Bacteria_16S 


Proteob 
387794 Bacteria_16S 


lales; Bacillaceae; Bacillus. 

1961376 1961397 72 93 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 


1967443 1967464 72 93 gi 


Ss. 


ribosomal RNA, partial sequence 


lales; Planococcaceae; Marinibacillus. 
1976432 1976453 72 93 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
1982657 1982678 72 93 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
1984242 1984263 72 93 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


ce 
ac 


ng 
ue 
ia 


1985826 1985847 72 93 gi 
Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


ue 
a; 


1987407 1987428 72 

n Cb fel8 16S ribosomal RNA, 
ria; Proteobacteria; 
Cystobacter. 
2022416 2022437 72 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023907 2023928 72 93 gi 
16S ribosomal RNA, partial sequence 


93 gi 
complete 
Deltaproteobacter 


se 


te. 


au 
2025421 2025442 72 
S ribosomal RNA, 
ammaproteobacteria; Chromatiales; Chro 
2039008 2039029 72 93 gi 


93 gi 


ma 


lales; Bacillaceae; Virgibacillus. 
2040567 2040588 72 93 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2060694 2060715 72 93 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2062226 2062247 72 93 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2071361 2071382 72 93 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2095800 2095821 72 93 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


eq 


co 


Eu 


1 
te. 


ue 
ci 


387794 Bacteria_16S 


ia; 


complete sequence 2024259 20 


16S ribosomal RNA, partial sequence 2037802 20 


2094597 20 


1944643 1944664 72 93 gi|219878232|ref|NR_025371.1 
16S ribosomal RNA, complete sequence 1943398 1944958 Lactob 
tes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1946212 1946233 72 93 gi|219878231|ref|NR_025370.1 


219878221 


19 


219878217 


bosomal RNA, partial sequence 1966261 19677 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 
1968964 1968985 72 93 gi|219878216|ref|NR_025355.1 


1967755 196 


219878211 


19 
teral 


219878207 
1981436 19829 


iinea 


219878206 


nce 
Myx 


, 


219878205 


nce 
Myxo 


219878204 


quenc 
Myx 


v 


219878181 


20 
rales 


219878180 


20 
lobac 


219878179 


tiace 


219878169 


219878168 


uence 
ccace 


219878150 


20 
bacte 


219878149 


seque 
ria; 


219878143 


nce 
llace 


219878125 


2104996 2105017 72 93 gi 


ref|NR_025360.1 


60167 1961603 Vagoco 


ref|NR_025356.1 


91 


ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025346.1 


752 
es; 


Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


e; 


OCcO 


ref |NR_025344.1 
1984609 198614 
coccales; Sorangiin 
ref |NR_025343.1 
1986193 198770 
ccales; Cystobac 


e 
OCcO 


ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref |NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025308.1 
07 Virgibacillus 


212 
Cc 


’ 


227 
ter 


257 
ae; 


393 


ref|NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref|NR_025289.1 
20 2060972 Eubact 
m. 
ref |NR_025288.1 

2061023 206241 
omatiales; Chrom 
ref|NR_025282.1 
2070125 207167 
Thermobacillus. 
ref|NR_025264.1 


ae; 


595 
rid 


nce 


Chr 


ae; 


961 


Lactobacillus frumenti 
acillus frumenti 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Vagococcus fessus 
ccus fessus Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Chondromyces robustus 


73 Chondromyces robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Isochromatium buderi 
buderi Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Eubacterium sulci 
erium sulci Bacteria; 


Lamprocystis 

5 Lamprocystis 
atiaceae; Lamprocystis. 
Thermobacillus 

8 Thermobacillus 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


219878117 


ref|NR_025256.1 


Anoxynatronum 


sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 


387794 Bacteria_16S 
strain TF-9 16S r 
Firmicutes; Bacillales; 
387794 Bacteria_16S 

strain HSL-3 16S 
Firmicutes; Bacillales; 
387794 Bacteria_16S 

strain TF-12 16S 
Firmicutes; Bacillales; 
387794 Bacteria_16S 

strain TF-11 16S 


Firmicutes; Bacillales; 


2115545 2115566 72 
ibosoma 


2120151 2120172 72 
ribosomal RNA, 


2126204 2126225 72 
ribosomal RNA, 


93 
1 RNA, partial sequence 
Planococcaceae; 
93 


Bacillaceae; 
93 
partial sequence 
Bacillaceae; Bacillus. 
93 
partial sequence 
Bacillaceae; Bacillus. 


Planococcus. 


partial sequence 

Halobacillus. 
2124648 2124669 72 
ribosomal RNA, 


gi|219857658 


2114343 21158 


gi|219857655 


2118933 21204 


gi|219857652 


2123444 21249 


gi|219857651 


2125001 21265 


ref |NR_025247.1 


ref|NR_025244.1 
54 Halobacillus 


ref |NR_025241.1 


ref |NR_025240.1 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


387794 Bacteria_16S 2153322 2153343 72 93 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

387794 Bacteria_16S 2154785 2154806 72 93 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

387794 Bacteria_16S 2159318 2159339 72 93 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

387794 Bacteria_16S 2170032 2170053 72 93 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

387794 Bacteria_16S 2177647 2177668 72 93 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

387794 Bacteria_16S 2191310 2191331 72 93 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

387794 Bacteria_16S 2192808 2192829 72 93 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 


strain Z-7792 16S riboso 
Firmicutes; Bacillales; 
387794 Bacteria_16S 

pantheris strain LMG 210 
pantheris Bacteria; 
387794 Bacteria_16S 
aminoxidans strai 
Bacteria; Proteob 
387794 Bacteria_16S 
californiensis st 
californiensis Bacteria; 
387794 Bacteria_16S 
acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 
387794 Bacteria_16S 
strain ATCC 29178 


tes; Cl 


Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

387794 Bacteria_16S 2268939 2268960 72 93 gi|219857554|ref|NR_025142.1 
strain Pl 16S ribosomal RNA, partial sequence 2267708 22692 

Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
387794 Bacteria_16S 2278101 2278122 72 93 gi| 219857548 |ref|NR_025136.1 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methyl 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
387794 Bacteria_16S 2284188 2284209 72 93 gi|219857544|ref|NR_025132.1 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methyloba 
387794 Bacteria_16S 2288619 2288640 72 93 gi|219857540|ref|NR_025128.1 
strain L1 16S ribosomal RNA, partial sequence 2287434 22889 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
387794 Bacteria_16S 2290185 2290206 72 93 gi|219857539|ref|NR_025127.1 


strain LRC 5382 1 
Firmicutes; Clost 
387794 Bacteria_16S 
strain L2-TR 16S 

Proteobacteria; G 
387794 Bacteria_16S 


ribosom 


Bacteria; Firmicutes; 


Firmicutes; 

2222907 2222928 72 
n 14a 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
2238212 2238233 72 
rain APO 16S ribosomal RNA, partial se 


2254950 2254971 72 
Lup33 16S ribosomal RNA, partial sequ 


2259565 2259586 72 
16S ribosomal RNA, partial sequence 


93 
17 16S ribosomal RNA, 
Lactobacillales; 
93 


93 


Firmicutes; Clostridia; 


93 
ostridia; Clostridiales; 


93 


93 
al RNA, partial sequence 


ammaproteobacteria; Alteromonadales; 
2314306 2314327 72 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 
Bacillales; 


93 


Salinicoccus. 


mal RNA, partial sequence 

Bacillaceae; Amphibacillus. 
2197319 2197340 72 
complete 


2191612 21930 


219857601 
sequence 
ac 
219857584 
nce 
les; 
219857574 
quence 
idiales; 
219857563 
en 
id 


gi 
Lactob 
gi 
gi 


Clostr 
gi 


Clostr 


gi| 219857560 


6S ribosomal RNA, partial sequence 2288984 22904 
ridia; Clostridiales; Lachnospiraceae; 
2299159 2299180 72 


Lachnobac 
gi| 219857531 
2297982 22993 

Idiomarinac 
gi|]219857520 


illaceae 
22217 
Xanthobac 
C 
ce 22537 


iales Family 


22583 


37 Amphibacillus 


ref|NR_025189.1 

2196082 219764 
; Lactobacillus. 
ref|NR_025172.1 
92 2223169 Xantho 
teraceae; 


lostridiace 
ref|NR_025151.1 
47 2255269 S 
XI. In 


ref|NR_025148.1 
45 22598808 


teri 
ref 


um. 
NR_025119.1 
eae; Idiomarina 


tropicus Bacteria; 


Lactobacillus 
0 Lactobacillus 


Xanthobacter 

bacter aminoxidans 
nthobacter. 

Tindallia 

3 Tindallia 

indallia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


ref|NR_025108.1 


Salinicoccus 


2313125 2314583 Salinicoccus alkaliphilus 


387794 Bacteria_16S 2326460 2326481 72 93 gi|219857512|ref|NR_025100.1| Clostridium 

stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 

Clostridiaceae; Clostridium. 

387794 Bacteria_16S 2335500 2335521 72 93 gi|219857505|ref|NR_025093.1| Paracoccus methylutens 

strain DM12 16S ribosomal RNA, partial sequence 2334350 2335705 Paracoccus methylutens Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

387794 Bacteria_16S 2336911 2336932 72 93 gi|219857504|ref|NR_025092.1| Roseinatronobacter 

thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 

thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

Roseinatronobacter. 

387794 Bacteria_16S 2341422 2341443 72 93 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 

strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

387794 Bacteria_16S 2370293 2370314 72 93 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 

strain HRC292 16S ribosomal RNA, partial sequence 2369126 2370587 Mycoplasma primatum Bacteria; 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

387794 Bacteria_16S 2373313 2373334 72 93 gi|219857478|ref|NR_025066.1| Mycoplasma maculosum 

strain PG15 16S ribosomal RNA, partial sequence 2372144 2373602 Mycoplasma maculosum Bacteria; 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

387794 Bacteria_16S 2382399 2382420 72 93 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 

strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

387794 Bacteria_16S 2397551 2397572 72 93 gi|219857462|ref|NR_025050.1| Anaerobranca 

gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 

gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 

Anaerobranca. 

387794 Bacteria_16S 2399072 2399093 72 93 gi|219857461|ref|NR_025049.1| Sporosarcina 

aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 

Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

387794 Bacteria_16S 2405182 2405203 72 93 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 

strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 2412897 2412918 72 93 gi|219857452|ref|NR_025040.1| Methylosarcina 

quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 

quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

Methylosarcina. 

387794 Bacteria_16S 2414461 2414482 72 93 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 

strain AML-C10 16S ribosomal RNA, partial sequence 2413261 2414776 Methylosarcina fibrata Bacteria; 

Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 

387794 Bacteria_16S 2417580 2417601 72 93 gi|219857448|ref|NR_025036.1| Streptococcus 

didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 

didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

387794 Bacteria_16S 2419118 2419139 72 93 gi|219857447|ref|NR_025035.1| Leuconostoc gelidum 

strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 

Firmicutes; Lactobacillales; Leuconostoc. 

387794 Bacteria_16S 2420673 2420694 72 93 gi| 219857446 |ref|NR_025034.1| Leuconostoc kimchii 

strain IH25 16S ribosomal RNA, partial sequence 2419471 2420975 Leuconostoc kimchii Bacteria; 

Firmicutes; Lactobacillales; Leuconostoc. 

387794 Bacteria_16S 2440202 2440223 72 93 gi|219857428|ref|NR_025016.1| Methylobacter 

psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 2440521 Methylobacter 

psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

Methylobacter. 

387794 Bacteria_16S 2444793 2444814 72 93 gi|219857423|ref|NR_025011.1| Planomicrobium 

koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 

Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

387794 Bacteria_16S 2449376 2449397 72 93 gi|219857420|ref|NR_025008.1| Alkalibacterium 

olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 

olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

387794 Bacteria_16S 2450889 2450910 72 93 gi|219857419|ref|NR_025007.1| Laceyella putida 

strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 

Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

387794 Bacteria_16S 2452441 2452462 72 93 gi|219857418|ref|NR_025006.1| Seinonella 

peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 

peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

387794 Bacteria_16S 2453966 2453987 72 93 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 

dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 

dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 
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387794 Bacteria_16S 2466010 2466031 72 93 gi| 219857406 |ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 2467586 2467607 72 93 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 2469134 2469155 72 93 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
387794 Bacteria_16S 2470616 2470637 72 93 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioalkalivibrio nitratis 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
387794 Bacteria_16S 2477987 2478008 72 93 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 
strain 3T 16S ribosomal RNA, partial sequence 2476824 2478244 Mycoplasma indiense Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

387794 Bacteria_16S 2487020 2487041 72 93 gi|219857392|ref|NR_024980.1| Mycoplasma spumans 
strain PG13 16S ribosomal RNA, partial sequence 2485849 2487317 Mycoplasma spumans Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

387794 Bacteria_16S 2496114 2496135 72 93 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

387794 Bacteria_16S 2505124 2505145 72 93 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

387794 Bacteria_16S 2506679 2506700 72 93 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 
strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 

387794 Bacteria_16S 2508201 2508222 72 93 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

387794 Bacteria_16S 2515782 2515803 72 93 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

387794 Bacteria_16S 2527866 2527887 72 93 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

387794 Bacteria_16S 2530918 2530939 72 93 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 2548594 2548615 72 93 gi|219857345|ref|NR_024933.1| Desulfosporosinus 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

387794 Bacteria_16S 2551593 2551614 72 93 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

387794 Bacteria_16S 2569950 2569971 72 93 gi|219857288|ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 2573059 2573080 72 93 gi| 219857286 |ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 2591590 2591611 72 93 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
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387794 Bacteria_16S 2634564 2634585 72 93 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

387794 Bacteria_16S 2642251 2642272 72 93 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

387794 Bacteria_16S 2648432 2648453 72 93 gi|219857226|ref|NR_024854.1| Thiomicrospira 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Thiomicrospira. 

387794 Bacteria_16S 2664741 2664762 72 93 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
387794 Bacteria_16S 2666303 2666324 72 93 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

387794 Bacteria_16S 2673844 2673865 72 93 gi| 219857207 |ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

387794 Bacteria_16S 2679917 2679938 72 93 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

387794 Bacteria_16S 2681456 2681477 72 93 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

387794 Bacteria_16S 2694795 2694816 72 93 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

387794 Bacteria_16S 2699257 2699278 72 93 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

387794 Bacteria_16S 2706893 2706914 72 93 gi|219857184|ref|NR_024812.1| Exiguobacterium 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
387794 Bacteria_16S 2714235 2714256 72 93 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

387794 Bacteria_16S 2717300 2717321 72 93 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

387794 Bacteria_16S 2726471 2726492 72 93 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

387794 Bacteria_16S 2731064 2731085 72 93 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

387794 Bacteria_16S 2732591 2732612 72 93 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

387794 Bacteria_16S 2741425 2741446 72 93 gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

387794 Bacteria_16S 2769724 2769745 72 93 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

387794 Bacteria_16S 2793830 2793851 72 93 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

387794 Bacteria_16S 2795374 2795395 72 93 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

387794 Bacteria_16S 2817996 2818017 72 93 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

387794 Bacteria_16S 2842272 2842293 72 93 gi|219856896|ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
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cterium vescum Bacteria; 
Mogibacterium. 
Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Salimicrobium 
5 Salimicrobium 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 


Eubacterium 
6 Eubacterium 
cterium. 

Streptococcus peroris 
peroris Bacteria; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


ref |NR_024635.1 


Colwellia maris strain 
Proteobacteria; 


387794 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


387794 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


387794 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


387794 Bacteria_16S 


caldus strain KU 
Proteobacteria; G 


387794 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


tes; 


387794 Bacteria_16S 


strain SG3902 16S 
Firmicutes; Clost 


387794 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


ci; 


387794 Bacteria_16S 


strain RF-4 16S r 
Deinococcus-Therm 


us; 


387794 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


387794 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


387794 Bacteria_16S 


polyendosporus st 


polyendosporus Bacteria; 


387794 Bacteria_16S 
strain I50 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
387794 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


387794 Bacteria_16S 


cylindrosporum st 


cylindrosporum Bacteria; 


387794 Bacteria_16S 
strain DS1 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


387794 Bacteria_16S 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 
sartagoforme Bacteria; 


387794 Bacteria_16S 


strain M-29c 16S 
Firmicutes; 


387794 Bacteria_16S 


strain 1144-97 16S ribosomal RNA, partial sequence 


Firmicutes; 


387794 Bacteria_16S 


tabacinasalis strain GF112B 16S ribosomal RNA, partial 
tabacinasalis Bacteria; 


387794 Bacteria_16S 


strain M1832/95/2 
Bacteria; 


387794 Bacteria_16S 


strain GraMall 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


387794 Bacteria_16S 


mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 


387794 Bacteria_16S 


strain S369-98-1 
Firmicutes; 


Lactobacillales; 


387794 Bacteria_16S 


strain m1134/97/1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 


bacillales; 


bacillales; 


Bacteria; 


ridiales; 


2962887 2962908 72 


2964436 2964457 72 


2976658 2976679 72 

Clostridiales; 
2997973 2997994 72 
3002641 3002662 72 


Bacillales; 
3017772 3017793 72 


Halanaerobiales; 
3019097 3019153 39 


mal RNA, partial sequence 
Thermaceae; 


Thermales; 
3022143 3022199 39 


Deinococci; 
3026658 3026679 72 
3028235 3028256 72 


Firmicutes; 
3029764 3029785 72 


Firmicutes; 
3031273 3031294 72 


3032822 3032843 72 


3034342 3034363 72 


Firmicutes; 
3035868 3035889 72 


Clostridiales; 
3037391 3037412 72 


Firmicutes; 
3038946 3038967 72 


3041989 3042010 72 


Lactobacillales; Aerococcaceae; 


3048103 3048124 72 
Firmicutes; 
3049644 3049665 72 


3052623 3052644 72 


3063318 3063339 72 


3064861 3064882 72 


3070714 3070735 72 


Clostridia; 


Enterococcaceae; 


Enterococcaceae; 


93 


bosomal RNA, partial sequence 
Streptococcaceae; 


93 


ribosomal RNA, partial sequence 
Streptococcaceae; 


93 


osomal RNA, partial sequence 


ridia; Clostridiaceae; 


93 


16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillales; 


93 


n BT2 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


93 


ribosomal RNA, partial sequence 


ridia; Halobacteroidaceae; 


92 


3017969 3019430 Thermus o 
Thermus. 


92 


ibosomal RNA, partial sequence 


Thermales; Thermaceae; Thermus. 


93 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


93 


Clostridia; 


93 


rain PS-1 16S ribosomal RNA, partial sequence 
Clostridia; 


93 


somal RNA, partial sequence 3031628 3033115 Clost 
Clostridiaceae; 


rain HC-1 16S ribosomal RNA, partial sequence 
Clostridia; 


93 


ribosomal RNA, partial sequence 
Lactobacillales; 


93 


16S ribosomal RNA, partial sequence 
Firmicutes; 


93 


complete sequence 3051418 30529 


93 


93 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptococcaceae; 


93 


Streptococcus. 


219856815 |ref 


gi 


2961676 2963171 Streptococcus 
Streptococcus. 


219856814 |ref 


gi 


2963222 2964720 Streptococcus 
Streptococcus. 


219846939|ref 


gi 


NR_024634.1 


NR_024633.1 


NR_026531.1 


Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Clostridium ultunense 


2975480 2976925 Clostridium ultunense Bacteria; 


Clostridium. 


gi| 219846925 |ref 


gi|219846922|ref 
Brevibacillus. 
gi|219846912|ref 


Acidithiobacillaceae; 


3001433 3002946 Brevi 


NR_026517.1 


NR_026514.1 


NR_026504.1 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Brevibacillus 


bacillus thermoruber 


Orenia salinaria 


3016582 3017918 Orenia salinaria Bacteria; 


Orenia. 


gi|219846911|ref 


219846909 |ref 


gi 


NR_026503.1 


NR_026501.1 


shimai Bacteria; 


Thermus oshimai strain 
Deinococcus- 


Thermus igniterrae 


3021006 3022477 Thermus igniterrae Bacteria; 


219846906|ref 


gi 


219846905 |ref 


gi 


strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 302853 
Peptococcaceae; 


Clostridiales; 
gi|219846904 


gi| 219846903 


3025510 30 


3028583 303003 
Clostridiales; Clostridiaceae; 


NR_026498.1 


NR_026497.1 


NR_026496.1 


NR_026495.1 


Phenylobacterium 


26975 Phenylobacterium immobile 


Phenylobacterium. 
Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Anaerobacter 

8 Anaerobacter 


Anaerobacter. 


Clostridium cocleatum 


3030089 3031577 Clostridium cocleatum Bacteria; 


219846899 |ref 


gi 


3033166 303464 
Clostridiales; Clostridiaceae; Clostridium. 


93 gi|219846901|ref|NR_026493.1 
ridium indolis Bacteria; 
Clostridium. 
93 gi|219846900|ref|NR_026492.1 


NR_026491.1 


Clostridium indolis 
Firmicutes; 


Clostridium 
4 Clostridium 


Clostridium disporicum 


3034695 3036166 Clostridium disporicum Bacteria; 


Lactobacillales; Aerococcaceae; Facklamia. 


219846889 |ref 


gi 


219846887 |ref 


gi 


219846880|ref 


gi 
Rhodobac 


219846879 |ref 


gi 


219846875 |ref 


gi 


Vagococcus. 


3048454 3049838 Eremoc 
Lactobacillales; Aerococcaceae; Eremococcus. 


Pelobacteraceae; 


3062186 306360 


27 Streptococcus 


NR_026481.1 


NR_026479.1 


NR_026472.1 
terales; Rho 


NR_026471.1 


Clostridium 

6 Clostridium 
stridium. 

Vagococcus fluvialis 


Facklamia languida 


Facklamia 
3 Facklamia 


Clostridiaceae; Clostridium. 
93 gi|219846898|ref|NR_026490.1 
3036217 303768 
Clostridiales; Clostridiaceae; Clo 
93 gi| 219846897 |ref|NR_026489.1 
3037737 3039205 Vagococcus fluvialis Bacteria; 
Vagococcus. 
93 gi| 219846895 |ref|NR_026487.1 
3040796 3042268 Facklamia languida Bacteria; 
Facklamia. 
93 gi|219846890|ref|NR_026482.1 
sequence 3046902 304840 


Eremococcus coleocola 
occus coleocola 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 
Streptococcus ovis 
ovis Bacteria; 


NR_026467.1 


Vagococcus lutrae 


3069511 3070973 Vagococcus lutrae Bacteria; 


387794 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


387794 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


387794 Bacteria_16S 


histidinovorans s 
histidinovorans B 


387794 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


387794 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


387794 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


387794 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


387794 Bacteria_16S 


strain N2 16S rib 


Proteobacteria; Alphapro 
387794 Bacteria_16S 


strain Nl 16S rib 


Proteobacteria; Alphapro 
387794 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


387794 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


387794 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


387794 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


387794 Bacteria_16S 


salinarius strain 
salinarius Bacter 


387794 Bacteria_16S 


strain A901/1 16S 


Proteobacteria; Alphapro 
387794 Bacteria_16S 


deleyianum strain 


Sulfurospirillum 


Campylobacteracea 


387794 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


387794 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


387794 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


387794 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


387794 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


387794 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


387794 Bacteria_16S 


osomal RNA, complete sequence 
teobacteria; Rhodobacterales; R 
3112711 3112732 72 93 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
3117326 3117347 72 93 gi 
star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


3121837 3121858 72 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123384 3123405 72 93 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3130865 3130886 72 93 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3135223 3135244 72 93 gi 
ribosomal RNA, partial sequence 
teobacteria; Rhodobacterales; R 
3138251 3138272 72 93 gi 
lum 5175 16S ribosomal RNA, par 
deleyia 
Sulfurospirillum. 
3141258 3141279 72 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; 
3142817 3142838 72 93 
S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3144299 3144320 72 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3154975 3154996 72 93 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3156568 3156589 72 93 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3158149 3158170 72 93 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3159666 3159687 72 93 gi 


93 gi 


Spiril 


e; 
93 gi 
Gemel 

gi 


Incertae 


3108566 31099 


hodobacter 
219846847 
nce 31115 
acterales; 
219846844 
uence 

a; 


219846841 
equence 
llaceae; 

219846840 
ence 31221 
urinibacil 
219846835 
uence 
iales; Hal 

219846832 


3134094 31355 


hodobacter 
219846830 
tial seque 


219846828 


3140051 3141558 Gemel 


la 
219846827 


3141609 31431 


Sedis; Gem 
219846826 
31431 
terales; R 
219846819 
ence 31537 
occaceae; 

219846818 
sequence 
Clostridia 
219846817 
equence 
les; Lachn 
219846816 


arcachonense strain FIF6 16S ribosomal RNA, partial sequence 


Alteromonad 


Aneur 


aceae; Rhodovulu 
ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026436.1 

3116131 311762 
ales; Psychr 


ref 
3 


NR_026433.1 
120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026427.1 
129667 313104 
obacteroidaceae; 
ref |NR_026424.1 


Ww 


acea 
ref 
nce 


e; Paracoccu 
NR_026422.1 
313708 


ref 
lab 


NR_026420.1 
ergeri Bacte 
ref|NR_026419.1 
ella. 
ref |NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref|NR_026410.1 
155325 315690 
Peptococcac 
ref |NR_026409.1 

3156952 315844 
ospiraceae. 


w 


les; 


3085842 3085863 72 93 gi|219846865|ref|NR_026457.1| Paracoccus 
in ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

3087287 3087308 72 93 gi|219846864|ref|NR_026456.1| Paracoccus 
ain 381 16S ribosomal RNA, partial sequence 3086162 3087556 Paracoccus 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

3088789 3088810 72 93 gi|219846863|ref|NR_026455.1| Natronincola 
train Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 

3090339 3090360 72 93 gi|219846862|ref|NR_026454.1| Granulicatella 
ain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

3091774 3091795 72 93 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
bacillales; Aerococcaceae; Ignavigranum. 

3100805 3100826 72 93 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
mal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Aerococcaceae; Facklamia. 

3102235 3102256 72 93 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 

ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Tindallia. 

3108238 3108259 72 93 gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum 
osomal RNA, complete sequence 3107102 3108515 Rhodovulum robiginosum Bacteria; 

teobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

3109703 3109724 72 93 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 

Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Psychromonas 

9 Psychromonas 

omonadaceae; 


Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 
Ammoniphilus 

philus oxalaticus 

iphilus. 
Halanaerobacter 

9 Halanaerobacter 
Halanaerobacter. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


s. 
Sulfurospirillum 
4 3138514 


num Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Desulfosporosinus 
osporosinus orientis 
s. 
Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Desulfotomaculum 
6 Desulfotomaculum 


ref|NR_026408.1 
3158497 315992 


Sulfurospirillum 
9 Sulfurospirillum 


arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Sulfurospirillum. 


387794 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


387794 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; 
387794 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


387794 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


387794 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


387794 Bacteria_16S 


strain DSM 3963 1 


Deinococcus-Thermus; 
387794 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


thoraltensis stra 
Bacteria; Firmicu 


387794 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


387794 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


387794 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


387794 Bacteria_16S 
ain Bn9 16S ribosomal RNA, 


acanthamoebae str 
acanthamoebae Bac 


387794 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


387794 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


387794 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


387794 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


387794 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


387794 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


387794 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial sequence 
Clostridia; 


fimetarium strain 
fimetarium Bacter 


387794 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


paludosum strain 
paludosum Bacteri 


387794 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


3161190 3161211 72 


3162627 3162648 72 


3164090 3164111 72 
172 16S 


3165654 3165675 72 
ribosomal RNA, 
bacillales; 
3167161 3167182 72 
n DSM 2 
ria; Deinococcus-Thermus; 
3170193 3170214 72 
ain DSM 
teria; 
3171710 3171731 72 
6S ribo 
Deinococci; 
3180783 3180804 72 


3217273 3217294 72 
tes; Lactobacillales; 
3229373 3229394 72 
ridia; Clostridiales; 
3230831 3230852 72 


ridia; Clostridiales; 
3232357 3232378.72 


ridia; Clostridiales; 
3233923 3233944 72 


ridia; Clostridiales; 
3274696 3274717 72 
ridia; Clostridiales; 
3276205 3276226 72 


ridia; Clostridiales; 
3277724 3277745 72 


Firmicutes; 
3279233 3279254 72 


ia; 


Firmicutes; 
3280752 3280773 72 


a; 


ridia; Clostridiales; 


387794 Bacteria_16S 


3282271 3282292 72 


Clostridia; 


93 


NZ27 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfuromonadales; 
387794 Bacteria_16S 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacteri 


93 


93 


ribosomal RNA, partial sequence 
Rhodobacterales; 


93 


partial sequence 
Lactobacillaceae; 


93 


0551 16S ribosomal RNA, partial 
Deinococci; 


93 


20540 16S ribosomal RNA, partial 


Deinococcus-Thermus; Deinococci 


93 


93 


8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
387794 Bacteria_16S 


Facklamia. 


93 


93 


93 


93 


93 


Lactobac 


219846815 
31599 


gi 


219846814 
equence 
a; 


gi 


219846813 
31629 


gi 


gi|219846812 
3164429 31659 
illus. 
219846810 
sequence 
De 
219846808 
sequenc 
; Deinococ 
219846807 


gi 


gi 


gi 


somal RNA, partial sequence 3170548 31720 
Deinococcales; 


Deinococcaceae; 
gi|219846801 
31795 


gi| 219846776 


in S69 16S ribosomal RNA, partial sequence 32160 
Streptococcaceae; 


Streptoc 


gi|219846768 


16S ribosomal RNA, partial sequence 3228194 32296 
Clostridiales Fami 


ly XI. I 


gi| 219846767 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fami 


ly XI. I 


gi|219846766 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fami 


ly XI. I 


gi|219846765 


complete sequence 


Clostridiaceae; 


93 


93 


93 


Clo 


93 


93 


93 


teria; Chlamydiae; Chlamydiales; Parachlamydiace 

3241534 3241555 72 93 gi| 219846760 
ibosomal RNA, partial sequence 3240430 32418 
ridia; Clostridiales; Clostridiaceae; Thermobrac 

3246185 3246206 72 93 gi| 219846757 
osomal RNA, partial sequence 3244997 32464 
riaceae; Listeria. 

3249152 3249173 72 93 gi| 219846755 
bosomal RNA, partial sequence 3247999 32493 
ridia; Clostridiales; Clostridiaceae; Clostridiu 

3265598 3265619 72 93 gi|219846744 
osomal RNA, partial sequence 3264433 32658 


Clostridiu 


gi|219846738 


6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


Eubacteriu 


gi| 219846737 


6S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Acetobacte 

gi|219846736 

stridia 
gi 


les; Eubac 
219846735 


Eubact 


gi| 219846734 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


Acetobacte 
219846733 


gi 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 


carbinolicum Bacteria; 


Firmicutes; 


Clostridia; 


Cc 


lostridiales; 


Rhodobacterales; 


inococcales; 


ref |NR_026407.1 
80 3161460 Desulf 
De 
ref |NR_026406.1 


161511 316291 


Ww 


ref|NR_026405.1 
Roseovar 
ref |NR_026404.1 
45 Lactobacillus 
ref |NR_026402.1 
165996 316746 
Deinococcac 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026399.1 


Ww 


ref |NR_026393.1 
83 3181087 Fackl 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; 
ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_026352.1 


hium. 
ref |NR_026349.1 


ref |NR_026347.1 
m. 
ref |NR_026336.1 
m. 
ref |NR_026330.1 
m. 
ref |NR_026329.1 
rium. 
ref |NR_026328.1 
3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetob 
ref |NR_026326.1 


rium. 


sulfuromonadaceae; 


Desulfuromonas 
uromonas thiophila 
Desulfuromonas. 

Antarctobacter 
0 Antarctobacter 


Rhodobacteraceae; 


Roseovarius tolerans 


61 3164378 Roseovarius tolerans Bacteria; 


Rhodobacteraceae; ius. 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Deinococcus grandis 


14 Deinococcus grandis Bacteria; 
Deinococcus. 


Facklamia hominis 


amia hominis Bacteria; 


Streptococcus 
ococcus thoraltensis 


Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 

Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 

Parachlamydia 
7 Parachlamydia 
a. 

Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 

3 Acetobacterium 
bacterium. 
Acetobacterium 

2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


ref |NR_026325.1 
3281102 328257 


Acetobacterium 
0 Acetobacterium 


Eubacteriaceae; Acetobacterium. 


387794 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


387794 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


387794 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


387794 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


387794 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


387794 Bacteria_16S 


strain B 16S ribo 
Clostridia; Clost 


387794 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


387794 Bacteria_16S 
6S ribosomal RNA, partial sequence 3304055 33055 


strain DSM 6035 1 
Firmicutes; Lacto 


387794 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


387794 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


387794 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


387794 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


387794 Bacteria_16S 


halophilus strain 
halophilus Bacter 


387794 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


387794 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


387794 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


387794 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


387794 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


387794 Bacteria_16S 


acetireducens str 
acetireducens Bac 


387794 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


387794 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


387794 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


3283795 3283816 72 93 gi|219846732|ref|NR_026324.1| Acetobacterium 
DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
a; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3285320 3285341 72 93 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
6S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3286833 3286854 72 93 gi|219846730|ref|NR_026322.1| Clostridium pascui 
16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3297545 3297566 72 93 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
M 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
tes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

3299072 3299093 72 93 gi|219846722|ref|NR_026314.1| Blautia 

strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

3302112 3302133 72 93 gi|219846720|ref|NR_026312.1| Blautia schinkii 
somal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 
ridiales; Blautia. 

3303681 3303702 72 93 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
6S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
lales; Salinicoccus. 

3305266 3305287 72 93 gi|219846718|ref|NR_026310.1| Lactobacillus panis 


Lactobacil 


gi 


bacillales; Lactobacillaceae; 

3306806 3306827 72 93 
Lactobacil 
gi 


bacillales; Lactobacillaceae; 

3317296 3317317 72 93 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3323368 3323389 72 93 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3353781 3353802 72 93 
bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3361594 3361615 72 93 gi 
DSM 20408 16S ribosomal RNA, partial 

ia; Firmicutes; Bacillales; Bacillacea 
3363161 3363182 72 93 gi 


et 


al 
er 


gi 
H 


se 
e; 


Halanaerobiaceae; Halanaerobium. 

3379756 3379813 39 93 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


eq 
a; 


3483616 3483637 72 93 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3501831 3501852 72 93 gi 


al 
di 


ridia; Clostridiales; Clostridiaceae; Cl 
3521592 3521613 72 93 gi 
in DSM 2377 16S ribosomal RNA, partial 


eria; Proteobacteria; Deltaproteobacte 


s 
ri: 


lus. 


219846717 
6S ribosomal RNA, partial sequence 3305595 33071 


lus. 


219846709 
3316113 33175 


a. 


219846704 
sequenc 
obactera 


219846682 
3352589 33540 
alomonad 
219846676 


quence 


lales; Bacillaceae; Salimicrobium. 

3373669 3373690 72 93 gi|219846668|ref|NR_026260.1 
DSM 6640 16S ribosomal RNA, partial sequence 3372496 337395 
a; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 

3375187 3375208 72 93 gi| 219846667 |ref|NR_026259.1 
6S ribosomal RNA, partial sequence 3374001 33754 
ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

3376737 3376758 72 93 gi|219846666|ref|NR_026258.1 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial seq 


219846663 


uence 


219846587 


sequenc 
ales; Cl 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 
ostridiu 
219846562 


equence 
a; Desul 


3526093 3526114 72 93 gi 


ridia; Clostridiales; Clostridiaceae; 


387794 Bacteria_16S 


3527654 3527675 72 93 gi 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiu 
219846558 


Marinoc 
219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


Desulfo 


44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026301.1 


ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref |NR_026274.1 
aceae; Halomonas 
ref|NR_026268.1 

3360383 336190 
occus. 
ref |NR_026267.1 
41 Salimicrobium 


NR_026255.1 
3378593 338009 
vibrionales; s 


ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026167.1 


mM. 


furomonadal 


ref|NR_026151.1 


mM. 


panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Orenia marismortui 


76 Orenia marismortui Bacteria; 


Halanaerobium 
uence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Clostridium 

2 Clostridium 
ostridium. 
Clostridium celatum 


49 Clostridium celatum Bacteria; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


ref|NR_026150.1 


Clostridium 


neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


387794 Bacteria_16S 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 35294 
Clostridia; 
387794 Bacteria_16S 


Firmicutes; 


homopropionicum s 
homopropionicum B 


387794 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


387794 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


387794 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


387794 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


387794 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


387794 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


387794 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


387794 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


387794 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


387794 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


387794 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


387794 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


387794 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


387794 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


387794 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


387794 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


387794 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


387794 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


387794 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


387794 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


387794 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


387794 Bacteria_16S 


3529195 3529216 72 93 gi 


Clostridiales; Clostridiaceae; Cl 
3530690 3530711 72 93 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3532222 3532243 72 93 gi 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533668 3533689 72 93 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3535220 3535241 72 93 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3536787 3536808 72 93 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3538343 3538364 72 93 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3539914 3539935 72 93 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3543041 3543062 72 93 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3544597 3544618 72 93 

6S ribosomal RNA, complete sequence 
lales; Bacillaceae; Bacillus. 
3546153 3546174 72 93 
somal RNA, complete sequence 


ia 
fae 


gi 


Sa 


i: 


gi 


gi 


gi 


gi 


gi 


ridia; Clostridiales; Clostridiaceae; Ca 
3579499 3579520 72 93 gi 
IFAM 1003 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
3580967 3580988 72 93 gi 
strain RB-3 16S ribosomal RNA, partia 


Bacteria; Proteobacteria; Alphaproteo 


se 
a; 


1 
ba 


3582518 3582539 72 93 gi 
p.- thermolacticum strain TX41 16S riboso: 
lostridium. 

3584063 3584084 72 93 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3587209 3587230 72 93 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3593354 3593375 72 93 gi 


eq 
ri 


et 


ridia; Clostridiales; Clostridiaceae; Cl 
3596425 3596446 72 93 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3597957 3597978 72 93 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3599507 3599528 72 93 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3601084 3601105 72 93 gi 


cl 


en 
sp 


al 
id 


bacillales; Carnobacteriaceae; Dolosigra 


219846557 


diales; 


219846555 
3531057 3532455 Sarci 


219846554 
3532506 35339 


rcina. 


219846553 
eq 


uence 
laceae; 


219846552 
3535585 35370 


219846551 
3537139 35386 


219846550 
3538695 35402 


219846548 
3541838 35433 


219846547 
3543393 35448 


219846546 
3544949 35464 


quence 


cteria; 


219846521 
mal RNA, 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


219846520 


uence 
diales; 


219846518 
3585997 35874 
hylococe 
219846513 
6S ribosomal RNA, partial sequence 3592199 35936 
ostridiu 
219846511 
3595254 35967 
ostridiu 
219846509 


ce 3596 


iales; 


219846506 
6S ribosomal RNA, partial sequence 3599877 36013 


nulum. 


3605680 3605701 72 93 gi 


219846503 


sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 


ostridiu 
219846556 
1 sequen 


loramato 
219846523 


Rhizobi 
219846522 
sequence 


iraceae; 
219846508 
sequenc 


ref |NR_026149. 
m. 
ref|NR_026148. 
ce 3529546 3 
Clostridiaceae; 
ref|NR_026147. 
na maxima B 


ref |NR_026146. 


NR_026144. 


ref|NR_026143. 


ref 
15 Bacillus 


ref 
42 Bacillus 


ref 
98 Bacillus 


ref 
54 Bacillus 


cy 
ref 
797 
hiz 


5 
xr 
5812 


Rhodospirill 
ref 


partial seq 


ref 

3582883 3 
Clostridiac 
ref 
56 Methylomonas 
aceae; Meth 
ref 


843 
ae; 


5 
e 


m. 
ref 


m. 
ref 
93 3598277 C 
Cellulosil 
ref 
e 3598328 35998 
lostridiaceae; 

ref 


7 lost 


ytic 


c 


ref 


5310 


acte 


NR_026142.1 
agaradhaerens Bacteria; 


NR_026140.1 
clausii Bacteria; 


NR_026139.1 
pseudofirmus Bacteria; 


NR_026138.1 
cohnii Bacteria; 


115.1 


ale 
NR_026113.1 
uen 


Clostridia; 


NR_026112.1 


NR_026110.1 


NR_026103.1 
42 Clostridium populeti Bacteria; 


NR_026101.1 
NR_026100.1 
NR_026098.1 


99 Dolosigranulum pigrum Bacteria; 


NR_026095.1 


0 


3 


1 


laceae; Bacillus. 
3550748 3550769 72 93 gi| 219846543 |ref|NR_026135.1 
rain ATCC 25780 16S ribosomal RNA, partial sequence 354957 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
3552282 3552303 72 93 gi| 219846542 |ref|NR_026134.1 
ribosomal RNA, partial sequence 3551089 35526 


8 
° 


6 
s 


Cc 


8 


xr 
u 
2 
c 


r 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Clostridium 
6 Clostridium 
Clostridium. 

Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


Bacillus agaradhaerens 
Bacillus clausii 
Bacillus pseudofirmus 
Bacillus cohnii strain 
Firmicutes; 
Clostridium 

2 3551038 Clostridium 


lostridium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Blastobacter 

9 Blastobacter 
biaceae; Blastobacter. 
Roseococcus 

5 Roseococcus 
Acetobacteraceae; 


’ 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Clostridium 
5 Clostridium 
Clostridium. 
Methylomonas fodinarum 


fodinarum Bacteria; 
ylomo 
NR_026105.1 
66 Clostridium puniceum Bacteria; 


nas. 
Clostridium puniceum 


Clostridium populeti 


Clostridium 

idium lentocellum 

m. 

Clostridium 

6 Clostridium 
lostridium. 
Dolosigranulum pigrum 


Capnocytophaga 


3604483 3605971 Capnocytophaga 


sputigena ATCC 33 
Capnocytophaga. 


387794 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


387794 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


387794 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


387794 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


387794 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


387794 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


387794 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


387794 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


387794 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


387794 Bacteria_16S 


restrictus strain 
restrictus Bacter 


387794 Bacteria_16S 


congolense strain 
congolense Bacter 


387794 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


387794 Bacteria_16S 


chlororespirans s 
chlororespirans B 


387794 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


387794 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


387794 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


387794 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


387794 Bacteria_16S 


strain E-37 16S r 


612 Bacteria; Bacteroidetes; Flavobact 
3607217 3607238 72 93 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; 
3610191 3610212 72 93 gi 
lales; Planococcaceae; Planococcus. 

3611673 3611694 72 93 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3614703 3614724 72 93 gi 
bacillales; Carnobacteriaceae; Alloioc 
3631174 3631195 72 93 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3632699 3632720 72 93 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3649418 3649439 72 93 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3655555 3655576 72 93 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


3663236 3663257 72 93 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3666359 3666380 72 93 gi 


PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3676957 3676978 72 93 gi 


SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3683001 3683022 72 93 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3686023 3686044 72 93 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3687531 3687552 72 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689048 3689069 72 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3692075 3692096 72 93 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3711613 3711634 72 93 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3717533 3717554 72 93 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


387794 Bacteria_16S 


strain 2585 16S r 
Firmicutes; Clost 


387794 Bacteria_16S 


sporothermodurans 
sporothermodurans 


387794 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


387794 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


387794 Bacteria_16S 


3720583 3720604 72 93 

ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 

3723691 3723712 72 93 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3760707 3760728 72 93 gi 
ribosomal RNA, partial sequence 
rochaetales; 


gi 


Spirochaetaceae; Borrelia 
3762279 3762300 72 93 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3765234 3765255 72 93 gi 


Flav 


eria; 


219846502 
sequence 
obacterial 
219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


219846498 
36104 


219846496 


16S ribosomal RNA, partial sequence 3613485 36150 


occus. 
219846485 


3629961 36314 


; Geobacte 
219846484 


3631486 36329 


; Geobacte 
219846472 
nce 36482 
occales; 
219846468 
sequence 

eria; 


219846463 
al sequenc 
teria; Alt 
219846461 
quence 
les; Pepto 
219846453 
sequence 
iales; Hal 
219846449 
36818 
terales; R 
219846447 
sequence 
ridiales; 
219846446 


3686364 36878 


219846445 


3687881 36893 


219846443 


3690909 36923 


219846429 
37104 
Clostridiu 
219846425 


3716418 37177 


hodobacter 
219846422 


3719395 37209 


Clostridiu 
219846419 
1 sequence 
illaceae; 

219846392 


3759507 37610 


219846391 


3761076 37625 


; Geobacte 


Flavobacteriales; 


M 


Rhod 


Flavobacteriaceae; 


ref|NR_026094.1 
3606022 360747 


Capnocytophaga 
4 Capnocytophaga 
es; Flavobacteriaceae; Capnocytophaga. 
ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026088.1 
09 Alloiococcus 


Alloiococcus otitis 
otitis Bacteria; 


ref|NR_026077.1| Geobacter pelophilus 
35 Geobacter pelophilus Bacteria; 
raceae; Geobacter. 
ref|NR_026076.1| Geobacter bremensis 
60 Geobacter bremensis Bacteria; 
raceae; Geobacter. 
ref|NR_026064.1|] Methylocaldum 
06 3649696 Methylocaldum szegediense 
ethylococcaceae; Methylocaldum. 
ref|NR_026060.1| Amaricoccus 

3654403 3655826 Amaricoccus 
obacterales; Rhodobacteraceae; 


ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref |NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref |NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026038.1 
3684807 368631 


Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Dehalobacter 
8 Dehalobacter 
obacter. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 
ref|NR_026037.1| Mycoplasma yeatsii 
30 Mycoplasma yeatsii Bacteria; 


ref |NR_026036.1| Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 


ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref |NR_026020.1 
25 3711931 Clostr 
m. 
ref|NR_026016.1| Sagittula stellata 
90 Sagittula stellata Bacteria; 

aceae; Sagittula 
ref|NR_026013.1| Clostridium chauvoei 
01 Clostridium chauvoei Bacteria; 


Clostridium septicum 
idium septicum Bacteria; 


m. 
ref|NR_026010.1| Bacillus 
3722493 3723989 Bacillus 
Bacillus. 
ref|NR_025983.1| Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


ref|NR_025982.1| Geobacter chapelleii 
47 Geobacter chapelleii Bacteria; 
raceae; Geobacter. 


219846388 


thermocisternum strain ST90 16S ribosomal RNA, partial sequence 


thermocisternum B 


acteria; Firmicutes; Clostridia; Clost 


ridiales; 


ref|NR_025979.1| Desulfotomaculum 
3764125 3765516 Desulfotomaculum 
Peptococcaceae; Desulfotomaculum. 


387794 Bacteria_ 
palmitatis strain 
Proteob 
387794 Bacteria_ 
putrefaciens stra 
putrefaciens Bact 
387794 Bacteria_ 
leopharyngis stra 
Teneric 
387794 Bacteria_ 
strain PU 16S rib 
Tenericutes; Moll 
387794 Bacteria_ 
AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
387794 Bacteria_ 


Bacteria; 


Bacteria; 


strain S51-W 16S 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


pelophila strain 
Bacteria; 


lacurosei strain 
Bacteria; 


strain AW 25 16S 
Firmicutes; 


G 
387794 Bacteria_ 
funditum strain p 
Firmicutes; 
387794 Bacteria_ 
strain C-1 16S ri 
G 
387794 Bacteria_ 


Proteob 
387794 Bacteria_ 


Firmicutes; 
387794 Bacteria_ 


16S 3774145 3774166 72 


16S 3775628 3775649 72 


16S 3783310 3783331 72 


16S 3787750 3787771 72 


16S 3789241 3789262 72 


16S 3796797 3796818 72 


16S 3811986 3812007 72 
Lactobacillales; 


16S 3836236 3836257 72 


16S 3839312 3839333 72 


16S 3842363 3842384 72 
H200 16S ribosomal RNA, 
Clostridia; 
16S 3845431 3845452 72 

Staphylococcus. 


16S 3861992 3862013 72 


F275 16S ribosomal RNA, partial sequence 


Lactobacillales; 


387794 Bacteria_ 


strain 2917B 16S 
Firmicutes; 


Bacteria; 


strain RT4. 
Firmicutes; 


Bacil 
387794 Bacteria_ 
strain ATCC 10379 
Firmicu 
387794 Bacteria_ 
strain YT-1 16S r 
Deinococcus-Thermus; 
387794 Bacteria_16S 
Bl 16S ribosomal RNA, 
Clostridia; 
387794 Bacteria_16S 

thermocopriae str 
thermocopriae Bacteria; 


Lactobacillaceae; 


16S 3872661 3872682 72 


16S 3874248 3874269 72 


16S 3878820 3878876 39 


Deinococci; 
3880397 3880418 72 


Clostridiales; 
3881971 3881992 72 


Firmicutes; 


Thermoanaerobacter. 


387794 Bacteria_16S 
metallireducens s 
metallireducens Bacteria; 


Geobacter. 


387794 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; 


Spirochaetales; 


Spirochaetes; 


3886653 3886674 72 
Proteobacteria; 


3915613 3915634 72 


3917029 3917050 72 


3931052 3931073 72 


Firmicutes; 
3932594 3932615 72 


Firmicutes; 
3934009 3934030 72 


3936891 3936912 72 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Colwelliaceae; 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


Halanaerobiales; 


ribosomal RNA, partial sequence 
Bacillales; 
387794 Bacteria_ 


ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 


ibosomal RNA, partial sequence 
Thermales; 


Clostridia; 


ribosomal RNA, partial sequence 
Spirochaetales; 
387794 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 
Ss 


IFU 12706 16S ribosomal RNA, 
Lactobacillales; 


ibosomal RNA, partial sequence 
Spirochaetales; 
387794 Bacteria_16S 


93 gi 


93 gi 
93 gi 
93 gi 


93 gi 


3788062 3789489 Ehrli 
ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 


93 gi 


93 gi 


£3 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


93 gi 


93 gi 


4B 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Thiotrichales; 


Lactobacillus. 


16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 


Thermaceae; 
93 gi 


93 gi 


93 


gi 


93 gi 


Spirochaetaceae; Borrelia; 


93 gi 


219846382 


SDBY1 16S ribosomal RNA, partial sequence 37729 
acteria; Deltaproteobacteria; Desulfur 


219846380 


in KS-1 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Mycopla 


219846375 


in LL2 16S ribosomal RNA, partial sequence 37821 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


219846372 


3786577 37880 


219846371 


219846366 


3795600 37970 


219846355 


219846338 


3835060 38365 
Halomonad 


219846336 


3877677 38791 


Thermus. 
219846309 


complete sequence 3879197 38807 
Clostridiaceae; 


219846308 


ain JT-3 16S ribosomal RNA, partial sequence 
Thermoanaerobacte 


219846305 


train GS-15 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


219846284 


3914434 39158 
Borrelia 


219846283 


smataceae; 


38107 
Carnoba 


38381 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Piscirickettsiaceae 

93 gi|219846334|ref|NR_025924.1 

complete sequence 3841123 3842666 Halana 

Halanaerobiaceae; Halanaerobiu 

93 gi|219846332|ref|NR_025922.1 
3844228 38456 

93 gi|219846321|ref|NR_025911.1 

3860745 3862279 Lactobacillus reuteri 

93 gi|219846314|ref|NR_025904.1 
3871442 38729 

Incertae Sedis; Gemella. 

93 gi|219846313|ref|NR_025903.1 

3873028 3874564 Gemell 

Incertae Sedis; Gemella. 

92 gi|219846310|ref|NR_025900.1 


ref 


ref 


ref 


ref 


bur 
ref 


3915851 3917216 Borrelia 


93 gi 


in IFO 12536 16S ribosomal RNA, partial 
Bacillales; 


93 gi 
complete 


93 gi 


93 gi 


219846274 


219846272 
sequence 


Carnobacteriaceae; 


219846271 


3932829 39341 
Spirochaetaceae; Borrelia. 


219846268 


thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 


sequence 


Planococcaceae; Pl 


pirochaetaceae; Borrelia; Borrelia burgdorferi group 
387794 Bacteria_16S 
okeanokoites stra 
okeanokoites Bacteria; 
387794 Bacteria_16S 

adiacens strain G 
adiacens Bacteria; 
387794 Bacteria_16S 
strain HT31 16S r 


ref 


ref 


Gr 
ref 


41 3774411 Desul 
omonadales; 


3774462 377592 
Mycoplasma. 


35 3783570 Mycop 


chia 


56 3812276 Carno 
cterium 
aceae; 


14 3839581 Thiomi 


3880766 388228 
rale 


3885428 388697 
Desulf 


3929851 393132 
anomicrobium. 


3931373 393277 


NR_025973.1 
NR_025971.1 
NR_025966.1 
NR_025963.1 
NR_025962.1 


NR_025957.1 
Colwellia. 
NR_025946.1 


NR_025928.1 


NR_025926.1 


NR_025899.1 


NR_025898.1 
s; Thermoana 
NR_025895.1 
uromonadales 
NR_025874.1 
gdorferi gro 
NR_025873.1 
turdi Bacter 


NR_025864.1 


NR_025862.1 


anulicatell 
NR_025861.1 


ref 


muris Bacteria; 


o 


Desulfuromonas 


furomonas palmitatis 
Desulfuromonadaceae; 


Desulfuromonas. 
Mycoplasma 
7 Mycoplasma 


Mycoplasma 


lasma leopharyngis 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Ehrlichia muris strain 
Proteobacteria; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Carnobacterium 


bacterium funditum 


Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
Halomonas. 


Thiomicrospira 

crospira pelophila 

; Thiomicrospira. 
Halanaerobium 

erobium lacurosei 

m. 

Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 
Caloramator. 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Geobacter 
3 Geobacter 


; Geobacteraceae; 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Planomicrobium 
2 Planomicrobium 


Granulicatella 
8 Granulicatella 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


NR_025858.1 


Paracoccus 


3935756 3937139 Paracoccus 


thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


387794 Bacteria_16S 


strain DM-82 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
387794 Bacteria_16S 
extorquens strain 
extorquens Bacter 
Methylobacterium. 
387794 Bacteria_16S 
sulfidophilum str 
Proteob 
387794 Bacteria_16S 


Bacteria; 


strain MB-G2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
387794 Bacteria_16S 


3938325 3938346 72 93 
ribosomal RNA, partial sequence 


3939763 3939784 72 
TK 0001 16S ribosomal RNA, 


93 


3954538 3954559 72 93 


3955975 3955996 72 93 
ribosomal RNA, partial sequence 


3960496 3960517 72 93 


IAM 12464 16S ribosomal RNA, partial sequence 


Bacillales; 


Novosphingobium. 


387794 Bacteria_16S 
salexigens strain 
Proteob 
387794 Bacteria_16S 


Bacteria; 


strain IAM 13153 


Rhodospirillum. 


387794 Bacteria_16S 
strain CL-SP19 16 
G 


Proteobacteria; 


Salinimonas. 


387794 Bacteria_ 


Bacil 
387794 Bacteria_16S 
capsulatum strain 
capsulatum Bacter 


laceae; Bacillus. 


3966483 3966504 72 93 


3970949 3970970 72 93 


3976743 3976764 72 
16S ribosomal RNA, 


93 


3978229 3978250 72 93 


3983928 3983949 72 93 
S ribosomal RNA, partial sequence 
4004792 4004813 72 93 


Firmicutes; Bacillales; 
4006252 4006273 72 93 


Proteobacteria; 
16S 


4010805 4010826 72 93 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Firmicutes; 


G 
387794 Bacteria_ 
strain HY-35-12 1 
Clostridia; 
387794 Bacteria_ 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 
alkenivorans Bacteria; 


16S 4025876 4025897 72 93 


Clostridiales; 
4027415 4027436 72 


16S 93 


Proteobacteria; 


Desulfatibacillum. 


387794 Bacteria_ 
R-7190 16S ribosomal RNA, partial sequence 
Bacillaceae; 
387794 Bacteria_ 
strain R-6540 16S 
Bacil 


Bacillales; 


Firmicutes; 


387794 Bacteria_ 


16S 4041184 4041205 72 
Bacillus. 

16S 4042642 4042663 72 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
16S 4044174 4044195 72 


complete sequence 
ia; Proteobacteria; Alphaproteobacteria; 


ain W4 16S ribosomal RNA, partial sequence 39533 
acteria; Alphaproteobacteria; Rhodobacterales; 


GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteria; 


WS 68 16S ribosomal RNA, partial sequence 39698 
acteria; Alphaproteobacteria; Rhodobacterales; 


complete sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 
387794 Bacteria_16S 
centenum strain I 
centenum Bacteria; 


AM 14193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


ammaproteobacteria; Alteromonadales; 
387794 Bacteria_16S 
chungwhensis stra 
chungwhensis Bacteria; 
387794 Bacteria_16S 

chungwhensis stra 
chungwhensis Bacteria; 


in BH030062 16S ribosomal RNA, partial 
Bacillaceae; 


in BH030046 16S ribosomal RNA, partial 
Gammaproteobacteria; 


ammaproteobacteria; Alteromonadales; 


6S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 


gi|219846267 
3937190 39385 


gi|219846266 
Rhizobi 


gi|219846256 


gi|219846255 
3954838 39562 


gi| 219846252 
3959295 39607 


219846248 
sequence 
Sphingo 


gi 


gi|219846245 
R 
219846241 
39756 
M 
219846240 


gi 


gi 
Rhodospir 


gi| 219846236 
3982735 39841 


219846222 
sequence 


gi 


219846221 
sequence 


gi 


gi|219846216 
4009610 40110 


gi| 219846206 


gi|219846205 


Pontibacillus. 


Alteromonadales; 


stackebrandtii strain K22-03 16S ribosomal RNA, partial 


stackebrandtii Bacteria; 


Firmicutes; 


Bacillales; 


ref|NR_025857.1 


ref|NR_025856.1 
3938625 39400 
ales; 


ref |NR_025846.1 


ref|NR_025845.1 
aceae; 
ref|NR_025842.1 


ref|NR_025838.1 

3965346 39667 
monadales; 
ref|NR_025835.1 


hodobacteraceae 
ref|NR_025831.1 


ycoplana. 
ref|NR_025830.1 

3977072 397838 
illales; 
ref |NR_025826.1 
Idiomarina. 
ref |NR_025812.1 

4003594 400502 


ref |NR_025811.1 
4005071 400647 


ref|NR_025806.1 
Idiomarina. 


ref|NR_025796.1 


ref|NR_025795.1 
4026183 402770 


3 
Methylobacteriaceae; 


77 Bacillus firmus Bacteria; 


8 
Sphingomonadaceae; 


387794 Bacteria_ 
saccharolytica st 
saccharolytica Bacteria; 


Soehngenia. 


387794 Bacteria_ 
phenolicus strain 
phenolicus Bacteria; 
387794 Bacteria_ 
strain BC-3 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


16S 4072739 4072760 72 


Firmicutes; 


16S 4078862 4078883 72 

LR7.2 16S ribosomal RNA, 

Firmicutes; 
4080428 4080449 72 


16S 


rain BOR-Y 16S ribosomal RNA, partial 
Clostridia; 


Clostridia; 


Entomoplasmatales; 


Deltaproteobacteria; Desulfobacterales; De 
93 gi|219846196|ref|NR_025786.1 
4039998 4041459 Bacillus fordii Bacte 
93 gi|219846195|ref|NR_025785.1 

4041510 40429 
93 gi|219846191|ref|NR_025781.1 
sequence 4042976 404443 
Planococcaceae; Planococcus. 
93 gi|219846171|ref|NR_025761.1 
sequence 4071551 407304 


Clostridiales; 


93 gi 
complete sequence 
Clostridiales; 
93 gi 


Spiroplasmataceae; 


219846167 


Peptococcaceae; 
219846166 
4079234 4080748 Spiroplasma melliferum Bacteria; 


Clostridiales Fam 


ref|NR_025757.1 

4077655 407918 
Crypt 
ref 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 
Paracoccus. 


Methylobacterium 
1 Methylobacterium 


Rhodovulum 


99 3954787 Rhodovulum sulfidophilum 
Rhodobacteraceae; 


Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 
Rhodovulum. 


Bacillus firmus strain 
Firmicutes; 


Novosphingobium 
8 Novosphingobium 


Rhodothalassium 


17 3971134 Rhodothalassium salexigens 
7 


Rhodothalassium. 
Mycoplana bullata 


07 3977021 Mycoplana bullata Bacteria; 


Rhodospirillum 
6 Rhodospirillum 


Rhodospirillaceae; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 
Idiomarinaceae; 


Pontibacillus 
0 Pontibacillus 


Salinimonas 
7 Salinimonas 


Alteromonadaceae; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 
Idiomarinaceae; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 
Clostridium. 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Soehngenia 
4 Soehngenia 
ily XI. Incertae Sedis; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 


NR_025756.1 


Spiroplasma. 


Spiroplasma melliferum 


387794 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


387794 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


387794 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


387794 Bacteria_16S 


strain A828 16S r 


Proteobacteria; Alphapro 


387794 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


387794 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


387794 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


387794 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


387794 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


387794 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


387794 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


387794 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


387794 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


387794 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


387794 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


387794 Bacteria_16S 


lampyridicola str 
lampyridicola Bac 


387794 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


387794 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


387794 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


387794 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


387794 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


387794 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


387794 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


387794 Bacteria_16S 


4086561 4086582 72 93 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
ridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

4095614 4095635 72 93 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
osomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

4102989 4103010 72 93 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 

ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
lales; Bacillaceae; Bacillus. 

4108994 4109015 72 93 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
ibosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 

teobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

4118076 4118097 72 93 gi|219846139|ref|NR_025729.1| Streptococcus minor 
ibosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

4119588 4119609 72 93 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
bosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4131790 4131811 72 93 gi|219846126|ref|NR_025716.1| Marinibacillus 

SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
tes; Bacillales; Planococcaceae; Marinibacillus. 

4133362 4133383 72 93 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
lales; Bacillaceae; Halobacillus. 

4134854 4134875 72 93 gi|219846124|ref|NR_025714.1| Paracoccus 
in BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

4136368 4136389 72 93 gi|219846123|ref|NR_025713.1| Spiroplasma 
rain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
cteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4137934 4137955 72 93 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 

ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4141066 4141087 72 93 gi|219846120|ref|NR_025710.1| Spiroplasma 
n Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
ria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4142630 4142651 72 93 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 

ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4144196 4144217 72 93 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4145763 4145784 72 93 gi|219846117|ref|NR_025707.1| Spiroplasma 
ain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4147328 4147349 72 93 gi|219846116|ref|NR_025706.1| Spiroplasma 
ain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4148893 4148914 72 93 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4150448 4150469 72 93 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4152014 4152035 72 93 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
ibosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4153442 4153463 72 93 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 

ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4155007 4155028 72 93 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4156573 4156594 72 93 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4159704 4159725 72 93 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
bosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4161270 4161291 72 93 gi|219846107|ref|NR_025697.1| Spiroplasma 

alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 


alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; 


Spiroplasmataceae; 


Spiroplasma. 


387794 Bacteria_16S 4164301 4164322 72 93 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

387794 Bacteria_16S 4165864 4165885 72 93 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

387794 Bacteria_16S 4167307 4167328 72 93 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

387794 Bacteria_16S 4168789 4168810 72 93 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
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Treponema parvum 
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1549323 1549347 39 63 gi| 219857245 |ref|NR_024875.1| Aquabacterium commune 
osomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
etaproteobacteria; Burkholderiales; Aquabacterium. 

1550789 1550813 39 63 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
osomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
etaproteobacteria; Burkholderiales; Aquabacterium. 

1552257 1552281 39 63 gi|219857243|ref|NR_024871.1| Aquabacterium 
ain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
acteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

1766720 1766744 39 63 gi|219878360|ref|NR_025499.1| Alkalilimnicola 
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acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
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265678398 
Actino: 


219856895 


265678494 
82720 
Selenomon 

265678493 
82878 
Selenomon 
265678912 


265678910 


265678862 


265678772 


265678640 
61679 
Cory 


265678505 


219857636 


265678960 


Oxobacter. 


Actinomycetales; 


Actinomycetales; 


e; Actinomycetales; 


Streptomycineae; 


ref|NR_025866.1| Streptomyces 
3926691 3928220 Streptomyces 
Streptomycineae; 


ref|NR_025865.1| Streptomyces scabiei 
00 Streptomyces scabiei Bacteria; 
Streptomyces. 
ref|NR_025156.1| Streptomyces 
2246040 2247565 Streptomyces 
Streptomycineae; 


ref|NR_025155.1| Streptomyces 
2247616 2249142 Streptomyces 
Streptomycineae; 


ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 
mycetales; Streptomycineae; 


ref|NR_024714.1| Kitasatospora 
2842551 2844065 Kitasatospora 
ales; Streptomycineae; 


ref|NR_028797.1| Selenomonas infelix 
9 828732 Selenomonas infelix Bacteria; 
as. 


ref|NR_028796.1| Selenomonas noxia 

3 830273 Selenomonas noxia Bacteria; 
as. 

ref|NR_029220.1| Mycobacterium chitae 


1 Mycobacterium chitae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_029218.1| Mycobacterium obuense 
5 Mycobacterium obuense Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_029168.1| Mycobacterium terrae 
9 Mycobacterium terrae Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_029077.1| Bacillus algicola 

5 Bacillus algicola Bacteria; 


ref|NR_028945.1| Mycobacterium 
5 618320 Mycobacterium holsaticum 


nebacterineae; Mycobacteriaceae; 
ref|NR_028808.1| Mycobacterium 
ence 810468 811984 Mycobacterium 


Corynebacterineae; 


ref|NR_025225.1 
14 Mycobacterium 


Mycobacterium parmense 
parmense Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_029268.1| Oxobacter pfennigii 

7 Oxobacter pfennigii Bacteria; 


gi| 265678952 |ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 
Clostridium. 
gi|265678942|ref|NR_029250.1| Clostridium 
4 182073 Clostridium proteolyticum 
Clostridiaceae; Clostridium. 
gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 


200572 20203 
Clostridiales Family XI. I 


gi 


Clostridiaceae; 


gi 


265678923 
20835 


6 Helcococcus kunzii Bacteria; 
ncertae Sedis; Helcococcus. 


265678922 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


ref|NR_029231.1| Clostridium sporogenes 
5 209857 Clostridium sporogenes 
Clostridium. 

ref |NR_029230.1|] Clostridium 


209908 211410 Clostridium 


392140 Bacteria_16S 


strain IP 2227 16 


Firmicutes; 


392140 Bacteria_16S 


Clost 


hydroxybenzoicus 
hydroxybenzoicus 


Sedis; 


Firmicutes; 


392140 Bacteria_16S 


Sedimentib 
392140 Bacteria_16S 
strain 39 16S rib 


Bacil 


borstelensis stra 
borstelensis Bact 


392140 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


392140 Bacteria_16S 


strain 1480D 16S 


Firmicutes; 


392140 Bacteria_16S 


Bacil 


strain T7 16S rib 


Firmicutes; 


392140 Bacteria_16S 


strain ATCC 
Bacteria; 


maitriensis 
Bacteria; 


Bacil 


35185 


Firmicu 
392140 Bacteria_16S 


strai 


Firmicu 
392140 Bacteria_16S 


strain NCIMB 629 


Firmicutes; 


392140 Bacteria_16S 


Bacil 


strain NCIMB 1493 


Firmicutes; 


392140 Bacteria_16S 


Bacil 


strain AS2 16S ri 


Firmicutes; 


392140 Bacteria_16S 


strain SL-4 
Firmicutes; 


392140 Bacteria_16S 


Lacto 


16S r 
Bacil 


argentinense stra 
argentinense Bact 


392140 Bacteria_16S 


strain LC 1 
Firmicutes; 


392140 Bacteria_16S 


coprophilus 
coprophilus 
Rhodococcus. 


392140 Bacteria_16S 


16S r 
Clost 


strai 
Bacte 


thermoamylovorans 
thermoamylovorans 


392140 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


392140 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


392140 Bacteria_16S 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


392140 Bacteria_16S 


strain XILO8 16S 


211501 211462 1 40 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
328533 328494 1 40 gi 
strain JW/Z-1 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

345514 345475 1 
osomal RNA, partial sequence 
lales; Paenibacillaceae; Brevibacillus 
346983 346944 1 40 gi 
in Logan B4029 16S ribosomal RNA, part 
eria; Firmicutes; Bacillales; Paenibac 
436963 436924 1 40 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 

1006402 1006363 1 40 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1007855 1007816 1 40 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1523782 1523743 1 40 gi 
ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Veillo 
1634570 1634531 1 40 gi 


gi 


40 gi 


gi 


gi 


16S 
tes; 


n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
3609011 3608972 1 40 gi 


lales; Planococcaceae; Planococcus. 


complete sequence 


ribosomal RNA, complete sequence 


211461 21296 


345474 34689 


1006359 10077 


1007814 10092 


16S ribosomal RNA, partial sequence 3608971 36104 


405881 40739 


265678921 


Clostridiu 
265678841 
al sequenc 
tridiales; 


265678827 


265678826 
ial sequen 
illaceae; 
265678763 
rtial sequ 


ref 


ref 


e 328486 32994 


Clo 


ref 


2 Brevibacillus 


ref 


ce 346943 34836 
Brev 


ref 


ence 


e; Actinomycet 


265678373 


265678372 


219857527 
15237 
nellaceae; 
219878453 
ce 16345 
coccus. 

219846499 


ref 


ref 


ref 


42 1525238 Selen 


Sel 
ref 


30 1635961 Plano 


ref 


376697 378215 Agromyces 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Pr 
Xylanibacterium. 
392140 Bacteria_16S 432236 432198 1 39 gi| 265678766 |ref 


NR_029229.1 


NR_029146.1 
2 
stridiales F 


NR_029132.1 


NR_029131.1 
1 
ibacillus. 
NR_029068.1 
436922 
Pseudo 


ales; 


NR_028675.1 


NR_028674.1 


NR_025115.1 
fe} 
enomonas. 
NR_025592.1 
Cc 


NR_026091.1 


3610491 3610452 1 40 gi|219846498|ref|NR_026090.1 
16S ribosomal RNA, partial sequence 3610451 3611882 Planoc 
lales; Planococcaceae; Planococcus. 

51526 51488 1 39 gi| 265679029 |ref|NR_029337.1 
bosomal RNA, partial sequence 51487 53037 Enterococcus 
bacillales; Enterococcaceae; Enterococcus. 

99872 99834 1 39 gi| 265678996 |ref|NR_029304.1 
ibosomal RNA, complete sequence 99832 101390 Halobacillus 
lales; Bacillaceae; Halobacillus. 

206840 206802 1 39 gi|265678924|ref|NR_029232.1 
in ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 

243733 243695 1 39 gi| 265678899 |ref|NR_029207.1 
ibosomal RNA, partial sequence 243690 24511 
ridia; Clostridiales; Veillonellaceae; Megasphaera. 

245205 245167 1 39 gi| 265678898 |ref|NR_029206.1 
n CUB 687 16S ribosomal RNA, partial sequence 245166 246646 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 

320730 320692 1 39 gi| 265678846 |ref|NR_029151.1 

strain DKP 16S ribosomal RNA, partial sequence 320691 322234 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
376737 376699 1 39 gi| 265678803 |ref|NR_029108.1 


ulmi Bacter 


Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

396619 396581 1 39 gi|265678790|ref|NR_029095.1 
in XIL11 16S ribosomal RNA, complete sequence 396579 398094 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
; Cellulomonas. 

402820 402782 1 39 gi| 265678786 |ref|NR_029091.1 
YIM 001 16S ribosomal RNA, partial sequence 402781 404300 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
; Streptomyces. 

405921 405883 1 39 gi|265678784|ref|NR_029089.1 


omicromonosp 


Clostridium baratii 


8 Clostridium baratii Bacteria; 
m. 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Amycolatopsis 
438427 Amycolatopsis 


nocardineae; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Selenomonas sputigena 
monas sputigena 


Planococcus 
occus maitriensis 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Enterococcus asini 


asini Bacteria; 


Halobacillus litoralis 


litoralis Bacteria; 


Clostridium 

Clostridium 
stridium. 

Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Rhodococcus 
Rhodococcus 
cterineae; Nocardiaceae; 


Bacillus 
Bacillus 


Agromyces ulmi strain 
ia; Actinobacteria; 


Cellulomonas 
Cellulomonas 
ccineae; 


Streptomyces 
Streptomyces 


cineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 


NR_029071.1 


Paenibacillus 


favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 


Bacteria; 


Firmicutes; 


Bacillales; Paenibacillaceae; 


Paenibacillus. 


392140 Bacteria_16S 
putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; 
392140 Bacteria_16S 
strain YIM 31530 


Mycobacterium. 
392140 Bacteria_16S 
strain Tf 16S ribosomal RNA, partial 
Bacillales; 
392140 Bacteria_16S 


Firmicutes; 


Mycobacteriaceae; 
392140 Bacteria_16S 


W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
510422 510384 1 39 gi|265678711|ref|NR_029016.1 
sequence 510382 51190 
Bacillaceae; Geobacillus. 
537893 537855 1 39 gi| 265678693 |ref|NR_028998.1 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 
572928 572890 1 39 gi|265678670|ref|NR_028975.1 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 


tuberculostearicum Bacteria; Actinobacteria; Actinobact 
Corynebacteriaceae; Corynebacterium. 
392140 Bacteria_16S 
histaminiformans 
histaminiformans 
392140 Bacteria_16S 


392140 Bacteria_16S 


Streptomycetaceae; 
392140 Bacteria_16S 


subterraneus Bacteria; 
Thermaerobacter. 
392140 Bacteria_16S 
strain VKM Ac-179 


Rathayibacter. 
392140 Bacteria_16S 
strain E6844 16S 


Firmicutes; 


392140 Bacteria_16S 
koreensis strain 


Bacteria; 


392140 Bacteria_16S 


VKM 


392140 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
392140 Bacteria_16S 
strain B1333 16S 


Firmicutes; 


392140 Bacteria_16S 
strain IFM 10035 


392140 Bacteria_16S 
strain YZ-96 16S 


392140 Bacteria_16S 


435380 435342 1 39 gi 


Kitasatospora. 


461415 461377 1 39 gi 


478114 478076 1 39 gi 


Mycobacterium. 


479663 479625 1 39 gi 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
392140 Bacteria_16S 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; 
392140 Bacteria_16S 


boenickei strain 


265678764 
sequence 


265678743 


265678732 


265678731 


ref 
435340 436871 
e; Actinomycet 


ref 
4 Kribbella antibiotica Bacteria; 
ionibacterineae; 
ref eal 
478074 479572 
Actinomycetal 


ref 


eridae; Actino 


NR_029069.1 
ales; Strept 
NR_029048.1 


Nocardioi 
NR_029037.1 


es; 


NR_029036.1 


mycetales; C 


Kitasatospora 
Kitasatospora 
omycineae; 


Kribbella antibiotica 
daceae; Kribbella. 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 
cterium boenickei 


cterineae; Mycobacteriaceae; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Mycobacterium 
Mycobacterium 
nebacterineae; 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


734833 734795 1 39 gi| 265678558 |ref|NR_028862.1| Allisonella 

strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

781398 781360 1 39 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

785967 785929 1 39 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

Streptomyces. 

801327 801289 1 39 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 

Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 

884746 884708 1 39 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 

9 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
896896 896858 1 39 gi|265678446|ref|NR_028748.1| Enterococcus avium 
ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Lactobacillales; Enterococcaceae; Enterococcus. 
898479 898437 1 43 gi|265678445|ref|NR_028747.1| Paenibacillus 
Y¥C300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
910842 910804 1 39 gi|265678437|ref|NR_028739.1| Leifsonia poae strain 
Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
932475 932437 1 39 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
995742 995704 1 39 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Lactobacillales; Carnobacteriaceae; Granulicatella. 
1038358 1038320 1 39 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
1044521 1044483 1 39 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

1062738 1062700 1 39 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

1086571 1086533 1 39 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 


392140 Bacteria_16S 
1139 16S ribosomal RNA, 
Bacillaceae; 


Bacillales; 


complete sequence 
Bacillus. 


1086532 1088056 Bacillus akibai Bacteria; 


Firmicutes; 


392140 Bacteria_16S 1113880 1113842 1 39 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

392140 Bacteria_16S 1115404 1115366 1 39 gi|265678298|ref|NR_028599.1| Kineosporia succinea 
strain I-273 16S ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

392140 Bacteria_16S 1116929 1116891 1 39 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

392140 Bacteria_16S 1154615 1154577 1 39 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

392140 Bacteria_16S 1171384 1171346 1 39 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 

392140 Bacteria_16S 1194068 1194030 1 39 gi|228715634|ref|NR_027536.1| Carboxydibrachium 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carboxydibrachium pacificum 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Carboxydibrachium. 

392140 Bacteria_16S 1319339 1319301 1 39 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

392140 Bacteria_16S 1322424 1322386 1 39 gi| 228715345 |ref|NR_027517.1| Streptococcus 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 


Streptococcaceae; 


392140 Bacteria_16S 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 
strain KK19 16S r 
Bacil 
392140 Bacteria_16S 
xylanilyticus str 
xylanilyticus Bac 
392140 Bacteria_16S 


Firmicutes; 


strain YIM 90001 


strain ATCC 927 1 


Bacteria; 
Sporanaerobacter. 


392140 Bacteria_16S 


strain ATCC 29178 
Firmicutes; 


Tsukamurellaceae; 


392140 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 
Nocardiopsaceae; 


392140 Bacteria_16S 
salina strain YIM 
Bacteria; Actinob 


Streptomonospora. 


392140 Bacteria_16S 


didelphis strain 


didelphis Bacteri 
392140 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
392140 Bacteria_16S 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


Lacto 
392140 Bacteria_16S 
strandjordii stra 
strandjordii Bact 


Streptococcus. 
1865974 1865936 1 39 gi 
4 16S ribosomal RNA, partial sequence 


2047207 2047169 1 39 

ibosomal RNA, complete sequence 
lales; Paenibacillaceae; 
2070164 2070126 1 39 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2149204 2149166 1 39 gi 


gi 


Paenibacillus 


2164253 21642151 39 gi 


2232461 2232423 1 39 gi 


2253786 2253748 1 39 gi 
Lup33 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 


2258384 2258346 1 39 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
2305556 2305518 1 39 gi 
in ATCC BAA-173 16S ribosomal RNA, com 


Tsukamurella. 
2332814 2332776 1 39 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 


2047168 20487 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
392140 Bacteria_16S 
6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
392140 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
392140 Bacteria_16S 
acetigenes strain 
Firmicu 


eria; Actinobacteria; Actinobacteridae; 


219878290 

18659 
omonospori 
219878160 


219878143 
uence 

cillaceae; 
219857635 


donocardin 
219857625 


nebacterin 
219857577 
22324 
nebacterin 
219857563 
ence 22537 
idiales Fa 


47 


219857560 
22583 
occus. 

219857525 
plete sequ 
Actinomy 


45 


v 


219857507 
al sequenc 
e; 


e 


2408616 2408578 1 39 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2416400 2416362 1 39 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2463265 2463227 1 39 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 


219857454 
nce 24085 
ales; Stre 


77 


219857448 
sequence 
ococcaceae 
219857407 
sequence 
iales; Clo 


, 


2526712 2526674 1 39 gi 


tes; Clostridia; Clostridiales; 


Peptococcaceae; 


219857359 


ref 
35 1867442 Asano 
neae 
ref 
07 Paenibacillus 


ref 


The 
ref 
78 Prauserella halophila Bacteria; 
eae; 
ref 
35 Mycobacterium 
eae; 
ref 
22 2233905 G 
eae; 
ref 


mily 
ref 
ref 
ence 
ceta 
ref 
Actinomycet 
ref 
ptos 


ref 


ref 


stri 
ref 
2526673 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 


NR_025429.1 

a 
; Micromonos 
NR_025299.1 


NR_025282.1 
2070125 207167 
rmobacillus. 
NR_025224.1 


Pseudonocar 
NR_025214.1 


Mycobacteri 
NR_025165.1 
ordon 

Gordoniacea 
NR_025151.1 
2255269 Sporan 
XI. Incerta 


NR_025148.1 
2259880 Strept 


NR_025113.1 

230551 
les; Coryneb 
NR_025095.1 
2332775 233429 
ales; Strept 


NR_025042.1 
2410105 Strept 
porangineae; 


NR_025036.1 
2416361 241786 
Streptococcus. 
NR_024995.1 
2463226 246471 
diaceae; Clo 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Paenibacillus borealis 
borealis Bacteria; 


Thermobacillus 
8 Thermobacillus 


Prauserella halophila 


diaceae; Prauserella. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Streptococcus 
5 Streptococcus 


Clostridium 
2 Clostridium 
stridium. 


NR_024947.1 


Desulfotomaculum 


392140 Bacteria_16S 


strain DSM 12272 
Firmicutes; 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptacidiphilus. 

392140 Bacteria_16S 2722200 2722162 1 39 gi|219857173|ref|NR_024801.1 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

392140 Bacteria_16S 2756585 2756547 1 39 gi|219857148|ref|NR_024776.1 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 275805 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Fami 
Thermaerobacter. 

392140 Bacteria_16S 2785258 2785220 1 39 gi|219857126|ref|NR_024754.1 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 278673 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicycloba 
392140 Bacteria_16S 2786825 2786787 1 39 gi|219857125|ref|NR_024753.1 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

392140 Bacteria_16S 2885971 2885933 1 39 gi|219856865|ref|NR_024684.1 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 288740 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eub 
392140 Bacteria_16S 2887498 2887460 1 39 gi|219856864|ref|NR_024683.1 


strain JCM 6484 1 
Firmicutes; Clost 


392140 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


392140 Bacteria_16S 


strain IAM 14848 


strain IFO 15616 


strain SJS0289-JS 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
392140 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


392140 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 


pasteuri Bacteria 


392140 Bacteria_16S 


salinarius strain 
salinarius Bacter 


392140 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 


Streptomycetaceae; 
392140 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


392140 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


392140 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


392140 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


392140 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


Clost 
392140 Bacteria_16S 
carbonis strain J 


2529772 25297341 39 gi 


ridia; Clostridiales; cl 
2553452 25534141 
L 415 16S ribosomal RNA, 


Clostridiaceae; 
39 gi 
complete sequ 


ridia; Clostridiales; Eu 


2889019 2888981 1 


Eubacteriaceae; 
39 gi 


ridia; Clostridiales; 
2899563 2899525 1 


Eubacteriaceae; 
39 gi 


Eu 


oc 
2902636 2902598 1 39 gi 
oc 
2905705 2905667 1 39 gi 
1 16S ribosomal RNA, partial sequence 
ne 
2907233 2907195 1 39 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 
2908780 2908742 1 39 gi 


se 
cu 


qu 
us 


; Firmicutes; Bacillales; Staphylococc 


3129706 3129668 1 39 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3235845 3235807 1 39 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3447476 3447438 1 39 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3449042 3449004 1 39 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


ue 
ia 


et 
e; 


v 


s 
Ac 


’ 


al 


3484022 3483984 1 39 gi 
Stre 
3485589 3485551 1 39 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3490215 3490177 1 39 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


pt 
s 


v 


se 
Ac 


, 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 


219857341 
en 


6S ribosomal RNA, partial sequence 2887459 28889 


219856863 
6S ribosomal RNA, partial sequence 2888980 28904 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


392140 Bacteria_16S 219856852 


219856851 
219856850 
219846835 


219846763 


219846611 


219846610 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
392140 Bacteria_16S 219846585 
Actinomyc 


219846582 


ref |NR_024945.1 


ostridium. 
ref|NR_024929.1 


ce 2553413 2554923 Strept 


bacterium. 


ref|NR_024682.1 
bacterium. 


ref|NR_024675.1 


7 Mi 
ref 


crobacteriac 
NR_024673.1 


occineae 


; Microbacteriac 
ref |NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref |NR_024670.1 
2907194 290869 


occineae 


29056 
bacterin 


quence 
s 

ref |NR_024669.1 
ence 2908741 291023 


ref |NR_026427.1 
129667 313104 
obacteroidaceae; 
ref |NR_026355.1 
e sequence 3235806 323732 


Actinomycetales; Strept 


w 


nce 


les; Hal 


ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


equence 
tinomyce 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


34490 
es; Stre 
ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


omycinea 


equence 


ref|NR_026174.1 
3490176 349169 
tales; Streptomy 


quence 
tinomyce 


3551128 3551090 1 39 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


Clostridiaceae; Ca 


219846542 
3551089 3552603 Caloramator indicus Bacteria; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Alicyclobacillus 
lobacillus pomorum 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 

Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Staphylococcus 

0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Streptomyces 
0 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 

ycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


ref|NR_026134.1 


loramator. 


Caloramator indicus 


392140 Bacteria_16S 3640695 3640657 1 39 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

392140 Bacteria_16S 3642220 3642182 1 39 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

392140 Bacteria_16S 3643752 3643714 1 39 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
392140 Bacteria_16S 3652866 3652828 1 39 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

392140 Bacteria_16S 3677334 3677296 1 39 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

392140 Bacteria_16S 3841162 38411241 39 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

392140 Bacteria_16S 4076113 4076075 1 39 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

392140 Bacteria_16S 4109333 41092951 39 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
392140 Bacteria_16S 4110900 4110862 1 39 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
392140 Bacteria_16S 4204117 4204079 1 39 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

392140 Bacteria_16S 130431 130394 1 38 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 


strain BAL-1 16S 


Chrysiogenetes; C 
392140 Bacteria_16S 
strain 27 16S rib 


ribosomal RNA, complete sequence 


136533 136496 1 
osomal RNA, partial sequence 


38 gi 


130392 13190 
hrysiogenales; Chrysiogenaceae; Chrysi 


ogenes. 
265678971 


136495 13800 


2 Chrysiogenes arsenatis Bacteria; 


ref|NR_029279.1| Oerskovia turbata 
4 Oerskovia turbata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

392140 Bacteria_16S 139620 139583 1 38 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
392140 Bacteria_16S 144120 144083 1 38 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 


strain 55134 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
392140 Bacteria_16S 
xiligouense strai 
xiligouense Bacte 
Promicromonospora 
392140 Bacteria_16S 


H 1 16S ribosomal 


Clostridia; 


392140 Bacteria_16S 


strain CMS90 16S 


392140 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


392140 Bacteria_16S 


VKM Ac-1800 16S r 


392140 Bacteria_16S 


Clost 


ribosomal RNA, partial sequence 


144082 14559 


5 Jonesia denitrificans Bacteria; 


Micrococcineae; Jonesiaceae; Jonesia. 
388935 388898 1 38 gi|265678795|ref|NR_029100.1| Myceligenerans 
n XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Myceligenerans. 
642662 642625 1 38 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
ridiales; Veillonellaceae; Sporomusa. 
645822 645785 1 38 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
647349 647312 1 38 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
somal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
755300 755263 1 38 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
ibosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
880167 880130 1 38 gi| 265678458 |ref|NR_028760.1| Lentzea californiensis 
37 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


392140 Bacteria_16S 
train NRRL B-3298 16S ribosomal RNA, p 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


392140 Bacteria_16S 


strain IEGM 16S r 


acteria; Actinobacteridae; Actinomycet 


912370 912333 1 38 gi 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

917077 917040 1 38 


ibosomal RNA, partial sequence 


gi 


ales; 
265678436 


dae; 


265678433 


Pseu 


artial seq 
Actin 


donocardineae; Actinosynnemataceae; 
ref 
uenc 


omyc 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


NR_028738.1 
e 912332 
etales; Pseu 


ref|NR_028735.1| Gordonia amicalis 


917039 918551 Gordonia amicalis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


392140 Bacteria_16S 


strain 213E 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


392140 Bacteria_16S 


strain NS51 16S r 


Firmicutes; 
392140 Bacteria_16S 


str. 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
392140 Bacteria_16S 


Twist 16S ri 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


392140 Bacteria_16S 
espanaensis strain NRRL 15764 16S ribosomal RNA, partia 


espanaensis Bacte 
Actinosynnematace 


392140 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
392140 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


392140 Bacteria_16S 


Lactobacillales; 


918640 918603 1 38 
ibosomal RNA, partial sequence 


gi 


1023153 1023116 1 38 

ibosomal RNA, complete sequence 
Streptococcaceae; Streptoc 
1316262 1316225 1 38 gi 
bosomal RNA, partial sequence 


gi 


1535902 1535865 1 38 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 
1537464 1537427 1 38 gi 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1539024 1538987 1 38 gi 
38 16S ribosomal RNA, partial sequence 


1879636 1879599 1 
FKBS1 16S ribosomal RNA, 
ia; Firmicutes; Clostridia; 
1881220 1881183 1 


38 gi 


Clostridia 
38 gi 


265678432 


918602 92011 


265678362 


1023111 10246 


occus. 
228715851 


1316224 13177 
Micrococ 


ales; 
219857378 
al sequenc 
Ac 


219857377 
1 sequence 
Actinomyc 


219857376 
15389 
donocardin 
219878279 


complete sequence 


les; Veill 
219878278 


strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 18827 


Firmicutes; 
392140 Bacteria_16S 


Clost 


ridia; Clostridiales; Veillonellaceae; 


1882794 1882757 1 38 gi 


s 
219878277 


strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 18842 


Firmicutes; 
392140 Bacteria_16S 


Clost 


ridia; Clostridiales; Veillonellaceae; 


1884377 1884340 1 38 gi 


Sporomusa 
219878276 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa 
392140 Bacteria_16S 2311618 2311581 1 38 gi| 219857521 
subterraneus strain 34 16S ribosomal RNA, partial sequence 23115 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
392140 Bacteria_16S 2551891 2551854 1 38 gi| 219857342 
albus strain JL 83 16S ribosomal RNA, complete sequence 25518 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptacidiphilus. 

392140 Bacteria_16S 2576601 2576564 1 38 gi| 219857283 


strain O 16S ribo 


strain I 16S ribo 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


392140 Bacteria_16S 


strain K97-0003 1 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


392140 Bacteria_16S 


acetireducens str 
acetireducens Bac 


392140 Bacteria_16S 
congolense strain SEBR 4224 16S ribosomal RNA, partial 

congolense Bacteria; Firmicutes; Clostridia; Halanaerob 
392140 Bacteria_16S 
strain R-10 16S ribosomal RNA, 
Bacteroidetes; 
392140 Bacteria_16S 
aichiense strain 49005 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Sp 


Mycobacterium. 


392140 Bacteria_16S 
strain 358 16S ribosomal RNA, partial sequence 


2578029 2577992 1 38 gi 


2587313 2587276 1 38 gi 


Friedmanniella. 


2723777 27237401 38 gi 


3096706 3096669 1 38 gi 
MMZ 2439 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3482469 3482432 1 38 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3675755 3675718 1 38 gi 


131999 131959 3 43 

complete sequence 
hingobacteria; Sphingobacteriales; Rho 
226679 226639 1 41 gi 


gi 


229693 229653 1 41 


gi 


somal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 
somal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 


oc 
219857282 


ococcineae 
219857276 


Ben 107 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


inomycet 


219857172 


6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 


omonospori 
219846857 
quence 
tinomyceta 


219846587 
al sequenc 
diales; Cl 
219846453 
sequence 

iales; Hal 
265678974 


131953 13349 


dothermace 
265678911 
nce 22663 
ales; Cory 


265678909 


tinomycetale 


poromusa. 


occineae; 


ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028664.1| Streptococcus mitis 

30 Streptococcus mitis Bacteria; 


ref|NR_027540.1| Tropheryma whipplei 
07 Tropheryma whipplei str. Twist 
cineae; Tropheryma. 

ref |NR_024966.1| Saccharothrix 

e 1535864 1537375 Saccharothrix 

s; Pseudonocardineae; 


ref|NR_024965.1| Saccharothrix 
1537426 1538935 Saccharothrix 
etales; Pseudonocardineae; 


ref|NR_024964.1| Crossiella cryophila 
86 1540484 Crossiella cryophila Bacteria; 
eae; Pseudonocardiaceae; Crossiella. 
ref|NR_025418.1| Propionispora 

1879598 1881131 Propionispora 
onellaceae; Propionispora. 
ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 


ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 
ref|NR_025415.1| Sporomusa acidovorans 
66 Sporomusa acidovorans Bacteria; 


ref|NR_025109.1 
80 2313074 Geobac 


Geobacillus 
illus subterraneus 


ref|NR_024930.1| Streptacidiphilus 
53 2553362 Streptacidiphilus albus 
ptomycineae; Streptomycetaceae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 

Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
ref|NR_024907.1| Friedmanniella 

2587275 2588749 Friedmanniella 

ales; Propionibacterineae; 


ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref|NR_024913.1 
lomonas persica 
; Cellulomonadac 


ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 

neae; Micromonosporaceae; Longispora. 
ref|NR_026449.1| Corynebacterium 
3096668 3098071 Corynebacterium 
les; Corynebacterineae; 


Clostridium 
2 Clostridium 
ostridium. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Rhodothermus marinus 


ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026044.1 
3675717 367724 
anaerobiaceae; H 
ref |NR_029282.1 
5 Rhodothermus marinus Bacteria; 
ae; Rhodothermus 
ref|NR_029219.1| Mycobacterium 
2 228087 Mycobacterium aichiense 
nebacterineae; Mycobacteriaceae; 


ref|NR_029217.1| Mycobacterium aurum 


229646 231103 Mycobacterium aurum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


392140 Bacteria_16S 
strain CK74 16S ribosomal RNA, partial sequence 
Clostridia; 
392140 Bacteria_16S 

suicloacalis stra 


Firmicutes; 


Firmicutes; 


392140 Bacteria_16S 
haemoperoxidus st 
haemoperoxidus Bacteria; 
392140 Bacteria_16S 


392140 Bacteria_16S 
succinus subsp. 


392140 Bacteria_16S 
tukisamuensis str 


Nocardiaceae; 
392140 Bacteria_16S 
strain NAFOO1 16S 


Firmicutes; 


392140 Bacteria_16S 


Actinomycetaceae; 


683324 683288 1 37 gi 
Clostridiales; 
772071 772035 4 


Clostridiaceae; 
40 gi 


265678593 


683287 68472 
Clostridium. 


265678531 


in PPC79 16S ribosomal RNA, partial sequence 
suicloacalis Bacteria; 
392140 Bacteria_16S 


ref 


ref 


772034 773579 


NR_028898.1 


NR_028835.1 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Atopostipes 
Atopostipes 


Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

775221 775185 1 37 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 

Lactobacillales; Streptococcaceae; Streptococcus. 

830362 830326 1 37 gi| 265678492 |ref|NR_028795.1| Enterococcus 

rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

886284 886248 1 37 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

1018428 1018388 1 41 gi|265678365|ref|NR_028667.1| Staphylococcus 

succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
1074642 1074606 1 37 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
ain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Rhodococcus. 
1080511 1080471 1 41 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Bacillales; Bacillaceae; Bacillus. 

2182490 2182454 1 37 gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 
3615107 3615067 1 41 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 


392140 Bacteria_16S 
strain 1066 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
392140 Bacteria_16S 
bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 
392140 Bacteria_16S 
strain KMM 3637 1 


Firmicutes; 


Firmicutes; 


Bacteria; 


Firmicutes; 


Firmicutes; 


Firmicutes; Bacillales; Bacillaceae; Virgibac 
392140 Bacteria_16S 
strain 19 16S ribosomal RNA, partial sequence 
Clostridia; 
392140 Bacteria_16S 

siderophilus strain SR4 16S ribosomal RNA, partial sequ 
siderophilus Bacteria; 
Thermoanaerobacter. 

392140 Bacteria_16S 

strain BT-H1 16S ribosomal RNA, 
Clostridia; 


3663614 3663578 1 37 gi 
DSM 44277 16S ribosomal RNA, partial s 


Mycobacterium. 


4119993 4119953 1 41 


gi 


138091 138056 1 36 


gi 


150106 150067 1 40 gi 
Clostridiales; 
182164 182125 1 


Clostridiaceae; 
40 gi 


Clostridiales; Clostridiaceae; 
185270 185231 1 40 gi 
ribosomal RNA, partial sequence 
186839 186800 1 40 gi 
Firmicutes; Clostridia; Clost 
375138 375103 4 39 gi 
complete 

Firmicutes; Bacillales; Paeniba 
488958 488923 1 36 gi 
ribosomal RNA, complete sequence 
718059 718020 1 40 gi 
complete sequ 
845593 845554 1 40 gi 

Clostridiales; 
904594 904559 1 


Clostridiaceae; 
36 gi 
Thermoan 


Firmicutes; Clostridia; 


3615060 36165 
nebacterineae; 


219846462 
equence 


219846137 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 
strain ST26 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 
strain W6 16S ribosomal RNA, partial sequence 
Clostridia; 
392140 Bacteria_16S 

strain 6VI 16S ribosomal RNA, partial sequence 
Clostridia; 
392140 Bacteria_16S 

strain 113-1 16S 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
392140 Bacteria_16S 
collagenovorans strain SG 16S ribosomal RNA, partial se 
collagenovorans Bacteria; 
392140 Bacteria_16S 
xylanilyticus strain XIL14 16S ribosomal RNA, 
xylanilyticus Bacteria; 
392140 Bacteria_16S 

strain QH3A7 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 
marismortui strain 123 16S ribosomal RNA, 


265678970 


138055 13953 
ococcineae; 


265678962 


150066 15156 
Clostridium. 


265678941 


182124 18361 
Clostridium. 


265678939 


185230 18674 


265678938 
quence 
ridiales; 
265678804 
sequence 
cillaceae; 
265678725 


488917 49045 
ococcineae; 


265678569 
ence 71801 
illus. 

265678482 


845553 84708 
Clostridium. 


265678441 
ence 90455 


938675 938640 4 39 
complete sequence 
Clostridiales; 


gi 


Heliobacteriacea 


265678419 


e; 


ref 


ref 


Br 
ref 


Sa 


ref 


ref 


ref 


ref 


Clos 
ref 


Pae 
ref 


Jo 


ref 


ref 


ref 


15 Mycobacterium 


3663577 366509 
a; Actinobacteria; Actinobacteridae; Actinomycetales 


1 Sanguibacter 


186799 188298 


375101 376646 


9 719581 Virgib 


8 906118 Thermo 
aerobacterales 


Mycobacteri 
NR_026054.1 


; Corynebact 
NR_025727.1 


evibacteriac 
NR_029278.1 


nguibacterac 
NR_029270.1 


NR_029249.1 


NR_029247.1 


NR_029246.1 


tridiaceae; 
NR_029109.1 


nibacillus. 
NR_029030.1 


nesiaceae; J 
NR_028873.1 


NR_028785.1 


NR_028743.1 


; Thermoanae 


ref 


gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 

2 Mycobacterium 
erineae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 
ococcineae; 


eae; Brevibacterium. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Clostridium litorale 


6 Clostridium litorale Bacteria; 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 
elotrichaceae. 


Clostridium 
Clostridium 
Clostridium. 
Paenibacillus 
Paenibacillus 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Virgibacillus 
acillus marismortui 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


NR_028721.1 


Heliorestis daurensis 


938639 940155 Heliorestis daurensis Bacteria; 
Heliorestis. 


392140 Bacteria_16S 
sapovorans strain 
Firmicu 
392140 Bacteria_16S 


Bacteria; 


strain 34hsl1 16S 
Firmicutes; 


halophila strain 


halophila Bacteri 
Pseudonocardiacea 
392140 Bacteria_16S 
strain CK58 16S r 
Clost 
392140 Bacteria_16S 
lechevalierae str 


Firmicutes; 


lechevalierae Bac 
Glycomycetaceae; 


392140 Bacteria_16S 
strain N-3 16S ri 


Firmicutes; Bacil 


Bacil 
392140 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1885953 1885918 1 36 gi 
DSM 44411 16S ribosomal RNA, partial s 
e; Saccharomonospora. 

1972136 1972101 1 36 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
4033986 4033951 1 36 gi 


gi 


teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4211681 4211642 1 40 
bosomal RNA, complete sequence 
lales; Bacillaceae; Geobacillus. 


gi 


a; Actinobacteria; Actinobacteridae; Act 


ain NRRL B-16149 16S ribosomal RNA, pa 


1513128 15146 


219878274 
equence 


219878213 


1972100 19735 


Clostridiu 
219846200 
rtial sequ 
e; 


219846067 


4211641 42131 


inomycet 


Actinomycet 


992650 992615 1 36 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
tes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

1513164 1513129 1 36 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


’ 


ref|NR_025352.1| Clostridium akagii 
91 Clostridium akagii Bacteria; 

m. 
ref 
ence 


NR_025790.1| Glycomyces 

4033950 4035456 Glycomyces 
ales; Glycomycineae; 
ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


392140 Bacteria_16S 4232968 4232933 1 36 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
392140 Bacteria_16S 71211 2 #71177~—1 35 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

392140 Bacteria_16S 72766 72732 1 35 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

392140 Bacteria_16S 202122 202088 1 35 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

392140 Bacteria_16S 242163 242125 1 39 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

392140 Bacteria_16S 261629 261595 5 39 gi| 265678885 |ref|NR_029191.1]| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

392140 Bacteria_16S 419822 419784 1 39 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

392140 Bacteria_16S 525642 525604 1 39 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

392140 Bacteria_16S 630388 630350 1 39 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
392140 Bacteria_16S 739564 739530 1 35 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


Pseudonocardineae 


392140 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


392140 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


392140 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


392140 Bacteria_16S 


Saccharomonospora paurometabolica Bacteria; Actinobacteria 


psychrophila strain LSv54 16S ribosomal RNA, partial sequence 


psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfotalea. 


Desul 


; Actinobacteridae; Actinomycetales; 


; Pseudonocardiaceae; Saccharomonospora. 

761297 761259 1 39 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
in NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

859115 859077 1 39 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
osomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

881669 881631 1 39 gi| 265678456 |ref|NR_028758.1| Catellatospora 
LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 

926401 926363 1 39 gi| 265678427 |ref|NR_028729.1| Desulfotalea 


926361 927852 Desulfotalea 
fobacterales; Desulfobulbaceae; 


392140 Bacteria_16S 930923 930885 1 39 gi| 265678424 |ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
392140 Bacteria_16S 983242 983204 3 41 gi|265678388|ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
392140 Bacteria_16S 1020019 1019985 1 35 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
392140 Bacteria_16S 1021582 1021548 1 35 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
392140 Bacteria_16S 1030672 1030634 1 39 gi| 265678357 |ref|NR_028659.1| Micromonospora 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
392140 Bacteria_16S 1032205 1032167 1 39 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
392140 Bacteria_16S 1119895 1119857 1 39 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 
392140 Bacteria_16S 1131995 1131957 1 39 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
392140 Bacteria_16S 1136495 1136457 1 39 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
392140 Bacteria_16S 1138049 1138011 1 39 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
392140 Bacteria_16S 1293502 1293464 1 39 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
392140 Bacteria_16S 1299402 1299364 1 39 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
392140 Bacteria_16S 1304056 1304018 1 39 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 
392140 Bacteria_16S 1317797 1317759 1 39 gi| 228715349 |ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
392140 Bacteria_16S 1320881 1320843 1 39 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
392140 Bacteria_16S 1348483 1348449 1 35 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


392140 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


392140 Bacteria_16S 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


392140 Bacteria_16S 


strain LM 036 16S 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1360500 1360462 1 39 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

1426897 1426863 1 35 gi 
AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

1439269 14392311 39 
ribosomal RNA, partial sequence 


’ 


v 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


392140 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


392140 Bacteria_16S 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 


1510295 1510257 1 39 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1531398 1531360 1 39 gi 


1348448 13499 
Micr 


ales; 


228719712 
ence 13604 


224581440 
sequence 


224581428 


1439230 14407 
donocardin 


219846273 


occaceae; 
219857427 


idimicrobi 


Actinomyce 


e sequence 


42 Sanguibacter keddieii DSM 10542 
ococcineae; Sanguibacteraceae; 


ref|NR_027584.1| Acidimicrobium 
61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 


, 


ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


Streptomyces 
6 Streptomyces 
cineae; 


ref|NR_027210.1| Lentzea violacea 

37 Lentzea violacea Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref|NR_025863.1| Abiotrophia defectiva 
1510256 1511666 Abiotrophia defectiva 

Abiotrophia. 

ref|NR_025015.1| Micromonospora 

1531359 1532864 Micromonospora 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Micromonospora. 


392140 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


392140 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


392140 Bacteria_16S 
n CF36 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


392140 Bacteria_16S 
n LM 157 16S ribosomal RNA, partial se 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


392140 Bacteria_16S 
in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae; 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


392140 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


392140 Bacteria_16S 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


392140 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


392140 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


392140 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


392140 Bacteria_16S 


strain DSM 43194 
Actinobacteria; A 


392140 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


392140 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


392140 Bacteria_16S 


strain IFO 16238 
Actinobacteria; A 


392140 Bacteria_16S 


strain IFO 16235 
Actinobacteria; A 


392140 Bacteria_16S 


strain IAM 14851 
Actinobacteria; A 


392140 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


392140 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


392140 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


392140 Bacteria_16S 


arlettae strain A’ 
arlettae Bacteria 


392140 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


1613294 1613260 1 35 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1669678 1669640 1 39 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
1697096 1697058 1 


gi 


Clostridiaceae; 
39 gi 


1923650 1923612 1 39 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

1925212 19251741 


39 gi 


e; Amycolatopsis. 
1949640 1949602 1 39 gi 
in LM 141 16S ribosomal RNA, partial s 


Pseudonocardia. 

2051914 2051876 1 39 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
2259970 2259932 1 39 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 
2466420 2466382 1 39 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2591973 2591939 1 35 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2610412 2610374 1 39 gi 


e; 


, 


gi 


ctinobacteridae; Actinomycetales; Pseu 
2615099 2615061 1 39 gi 


ridia; Clostridiales; Clostridiales Fa 
2633382 2633348 1 35 gi 
train MAE2 16S ribosomal RNA, partial 

acteria; Firmicutes; Bacillales; Plano 
2837994 2837960 1 35 gi 


ctinobacteridae; Actinomycetales; Micr 
2839555 2839521 1 35 gi 


ctinobacteridae; Actinomycetales; Micr 
2901100 2901062 1 39 gi 


ctinobacteridae; Actinomycetales; Micr 
2910324 2910286 1 39 gi 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2911866 2911828 1 39 gi 
ribosomal RNA, partial sequence 
Bacillales; Staphylococcus. 
2914953 2914915 1 39 gi 
ribosomal RNA, partial sequence 
Bacillales; Staphylococcus. 
2916495 2916457 1 39 gi 
TCC 43957 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2921098 2921060 1 39 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


16S 
tes; 


16S 
tes; 
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2466381 24678 


219857273 
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16S ribosomal RNA, partial sequence 2610373 26118 


219857255 
16S ribosomal RNA, partial sequence 2615060 26165 


219857236 
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16S ribosomal RNA, partial sequence 2837959 28394 
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14 2916405 Staph 
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Cc 
XI. Incerta 
NR_025567.1 


NR_025548.1 
b 
cineae; Micr 
NR_025384.1 
2 
es; Pseudono 
NR_025383.1 
4 
les; Pseudon 
NR_025367.1 
1 
les; Pseudon 
NR_025296.1 
9 
s; Corynebac 
NR_025147.1 
5 
omycetales; 


NR_024993.1 


NR_024904.1 
fe} 


NR_024889.1 


Pseudonocar 
NR_024886.1 


rtae Sedis; 
NR_024864.1 
9 
nomicrobium. 
NR_024717.1 


crobacteriac 
NR_024716.1 


crobacteriac 
NR_024674.1 


crobacteriac 
NR_024668.1 
7 


NR_024667.1 
y 


NR_024665.1 
y 


NR_024664.1 
4 


NR_024661.1 
6 
iaceae; Euba 


219846719 


ref 


Helcococcus sueciensis 
occus sueciensis 
e Sedis; Helcococcus. 
Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Streptomyces 
2 Streptomyces 


Streptomycineae; 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Planomicrobium 
1 Planomicrobium 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Eubacterium 
6 Eubacterium 
cterium. 


NR_026311.1 


Salinicoccus roseus 


strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 


Firmicutes; Bacil 


lales; Salinicoccus. 


392140 Bacteria_16S 
stercorarium subsp. 


3581351 3581317 1 


Clostridiaceae; Clostridium. 
392140 Bacteria_16S 3582918 3582884 1 


thermopalmarium strain BVP 16S ribosomal RNA, partial s 
Clostridia; 


thermopalmarium Bacteria; Firmicutes; 
392140 Bacteria_16S 3613520 3613486 4 
strain NCFB 2890 
Firmicutes; Lactobacillales; 
392140 Bacteria_16S 3710464 3710426 1 
strain Pasteur II 
Firmicutes; Clostridia; Clostridiales; 
392140 Bacteria_16S 3719434 3719396 1 
strain 2585 16S ribosomal RNA, 
Firmicutes; Clostridia; Clostridiales; 
392140 Bacteria_16S 3789579 3789541 1 


35 


35 


38 


39 


39 


complete sequence 


39 


strain PG8 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
392140 Bacteria_16S 3879232 3879198 1 
strain RT4. Bl 16S ribosomal RNA, 
Firmicutes; Clostridia; Clostridiales; 
392140 Bacteria_16S 3880801 3880767 1 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 
Clostridia; 


thermocopriae Bacteria; 
Thermoanaerobacter. 
392140 Bacteria_16S 
brockii subsp. 


Firmicutes; 


3882373 3882339 1 


Thermoanaerobacterales; 
392140 Bacteria_16S 3931412 39313741 


adiacens strain GIFU 12706 16S ribosomal RNA, 
Lactobacillales; 


adiacens Bacteria; Firmicutes; 
392140 Bacteria_16S 
phenolicus strain 
phenolicus Bacteria; 
392140 Bacteria_16S 
strain GB8-1 16S 
Firmicutes; Clostridia; 
392140 Bacteria_16S 


4077694 4077656 1 


Firmicutes; 
4085363 4085325 1 


Clostridiales; 
270709 270672 1 


LR7.2 16S ribosomal RNA, 
Clostridia; 


35 


35 


35 


finnii Bacteria; 
Thermoanaerobacteraceae; 


ribosomal RNA, partial sequence 


proteoclasticum strain B316 16S ribosomal RNA, 


proteoclasticum Bacteria; Firmicutes; 
392140 Bacteria_16S 302543 302506 4 


strain B-3 16S ribosomal RNA, partial sequence 


392140 Bacteria_16S 
kalixensis strain 
kalixensis Bacteria; 
392140 Bacteria_16S 


413758 413725 1 


Firmicutes; 
651711 651678 1 


Kx127A2 16S ribosomal RNA, 


34 


Lactobacillales; 


34 


strain CK55 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
392140 Bacteria_16S 854445 854412 1 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 
392140 Bacteria_16S 1540573 1540536 1 


globicatena strain NRRL B-24048 16S ribosomal RNA, part 


34 


38 


gi 


thermolacticum strain TX41 16S ribo 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


gi 


gi 


16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloiococcus. 


gi 


I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


gi 
37 


Clostridiaceae; 


gi 
37 


icutes; Acholeplasmatales; Acholeplasmataceae; 


gi 


complete sequence 3879197 38807 
Clostridiaceae; 


gi 


gi 


302503 30397 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
ref 


gi 


complete sequence 
Lactobacillaceae; 
ref 
2 Clostridium uliginosum Bacteria; 


gi 
65 


Clostridiaceae; 


gi 


gi 


globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; Actinokineospora. 
392140 Bacteria_16S 1542133 1542096 1 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
392140 Bacteria_16S 


Actinokineospora. 
1758154 1758121 1 


38 


34 


strain SPR2 16S ribosomal RNA, partial sequence 


392140 Bacteria_16S 2167318 2167281 1 


strain PK-Blue 16 


392140 Bacteria_16S 2534341 2534308 1 


38 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


34 


gi 


NRRL B-24047 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


gi 


1758120 17596 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ref 
69 Streptomyces speibonae Bacteria; 


gi 


gi 


Clostridiales; 


2167280 21687 
Streptomycineae; 
ref 


219846521 
somal RNA, 


219846520 
equence 


219846496 


89540 37910 
219846309 


Caloramator. 
219846308 


219846307 


265678778 


265678615 
1676 65311 
Clostridium. 
265678475 


219857375 


219857374 
sequenc 


219878366 


219857623 


219857354 


capsulata strain Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; Friedmanniella. 


ref 
partial sequence 3581316 3582832 


ref = 
3880766 38822 
Thermoanaerobacterale 


ref 
finnii strain AKo-1 16S ribosomal RNA, partial sequenc 
Thermoanaerobacter brockii subsp. 


ref 
854408 85593 
Actinomyc 


ref 
ial sequence 1540535 154204 
Actinomycetal 


ref 
e 1542095 154360 
Actinomycetale 


ref 
18 Gordonia sihwensis Bacteria; 


3582883 35843 
Clostridiaceae; 
ref 
09 Alloiococcus 


15 Acholeplasma 
Acholeplasma. 

ref 
15 Caloramator fervidus Bacteria; 


Firmicutes; 
Thermoanaerobacter. 


4 
L 


s 


13724 41527 


NR_026113.1 


NR_026112.1 
8 


NR_026088.1 


NR_025899.1 


NR_025898.1 
8 


s; Thermoana 
NR_025897.1 
e 388233 


NR_029083.1 
8 
actobacillu 
NR_028920.1 


n 


NR_028778.1 
1 


etales; Prop 


NR_024963.1 
es; Pseudono 
NR_024962.1 
s; Pseudonoc 


NR_025505.1 


Gordoniacea 
NR_025212.1 


treptomyceta 


Clostridia; 


Clostridium 


Clostridium 
5 Clostridium 
Clostridium. 
Alloiococcus otitis 


otitis Bacteria; 


219846429|ref|NR_026020.1| Clostridium septicum 
3710425 3711931 Clostridium septicum Bacteria; 

Clostridium. 

219846422|ref|NR_026013.1| Clostridium chauvoei 

19395 3720901 Clostridium chauvoei Bacteria; 

Clostridium. 

219846370|ref|NR_025961.1| Acholeplasma laidlawii 


laidlawii Bacteria; 


Caloramator fervidus 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 
8 3883860 


39 gi|219846272|ref|NR_025862.1| Granulicatella 
complete sequence 3931373 3932778 Granulicatella 
Carnobacteriaceae; Granulicatella. 
39 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
complete sequence 4077655 4079183 Cryptanaerobacter 
Clostridiales; Peptococcaceae; Cryptanaerobacter. 
39 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
4085324 4086882 Syntrophomonas curvata Bacteria; 
Syntrophomonadaceae; Syntrophomonas. 
38 gi| 265678879 |ref|NR_029185.1| Clostridium 
complete sequence 270671 272189 Clostridium 
Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
41 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Lactobacillus 
Lactobacillus 


Clostridium uliginosum 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 
Actinokineospora 
6 Actinokineospora 
ardineae; 


Gordonia sihwensis 


e; Gordonia. 
Streptomyces speibonae 


ceae; Streptomyces. 


NR_024942.1 


Friedmanniella 


2534307 2535783 Friedmanniella 


392140 Bacteria_16S 2870511 2870478 1 34 gi| 219856877 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 28720 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

392140 Bacteria_16S 3011979 3011946 1 34 gi|219846915 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Nocardioidaceae; Marmoricola. 

392140 Bacteria_16S 3493294 34932611 34 gi| 219846580 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Pseudonocardiaceae; Thermocrispum. 

392140 Bacteria_16S 3520427 3520390 1 38 gi|219846562 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Pelobacter. 

392140 Bacteria_16S 3526496 3526459 1 38 gi|219846558 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequen 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; C 
392140 Bacteria_16S 3616613 3616573 1 41 gi|219846494 
komossense strain Ko2 16S ribosomal RNA, partial sequence 36165 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

392140 Bacteria_16S 3839666 3839633 1 34 gi| 219846335 
aggregatus strain B15 16S ribosomal RNA, partial sequence 38396 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
Blastococcus. 

392140 Bacteria_16S 4038475 4038442 1 34 gi|219846197 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Mycobacteriaceae; Mycobacterium. 

392140 Bacteria_16S 4079273 4079236 4 41 gi|219846166 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 40807 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 
392140 Bacteria_16S 4135213 4135176 4 41 gi| 219846123 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatal 
392140 Bacteria_16S 4136778 4136741 4 41 gi|219846122 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 41382 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 
392140 Bacteria_16S 4138344 4138307 4 41 gi| 219846121 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales 
392140 Bacteria_16S 4139910 4139873 4 41 gi|219846120 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; 
392140 Bacteria_16S 4141476 4141439 4 41 gi| 219846119 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 41429 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 
392140 Bacteria_16S 4143040 4143003 4 41 gi| 219846118 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 41445 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 
392140 Bacteria_16S 4144606 4144569 4 41 gi|219846117 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatale 
392140 Bacteria_16S 4146173 4146136 4 41 gi|219846116 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatale 
392140 Bacteria_16S 4147738 4147701 4 41 gi|219846115 
strain M55 16S ribosomal RNA, partial sequence 4147699 41492 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 
392140 Bacteria_16S 4149303 4149266 4 41 gi|219846114 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 41507 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 
392140 Bacteria_16S 4150858 4150821 4 41 gi| 219846113 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 41521 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 
392140 Bacteria_16S 4152286 4152249 4 41 gi|219846112 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 41537 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Sp 
392140 Bacteria_16S 4153852 4153815 4 41 gi|219846111 
strain AES-1 16S ribosomal RNA, partial sequence 
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NR_026507.1 
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NR_026172.1 
49458 
dono 


Ss; Pseu 
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NR_026150.1 


ridiaceae; C 
NR_026086.1 
a 
cterineae; M 
NR_025925.1 
° 
ae; Geoderma 
NR_025787.1 
4 
c 


s; Coryneba 


NR_025756.1 


lasma. 
NR_025713.1 
3668 
Spiroplasmat 
NR_025712.1 


lasma. 
NR_025711.1 
3982 
iroplasmatac 
NR_025710.1 
8 
roplasmatace 
NR_025709.1 


lasma. 
NR_025708.1 


lasma. 
NR_025707.1 


piroplasmata 
NR_025706.1 


piroplasmata 
NR_025705.1 


lasma. 
NR_025704.1 


lasma. 
NR_025703.1 


lasma. 
NR_025702.1 


lasma. 


ref 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Clostridium 
8 Clostridium 
lostridium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Mycobacterium 
7 Mycobacterium 


terineae; 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


NR_025701.1 


Spiroplasma culicicola 


4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


392140 Bacteria_16S 
strain EC-1 16S r 


Tenericutes; Moll 


392140 Bacteria_16S 
chrysopicola stra 
chrysopicola Bact 
392140 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


392140 Bacteria_16S 
alleghenense stra 
alleghenense Bact 
392140 Bacteria_16S 


strain Prevot 247 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
392140 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
392140 Bacteria_16S 


polysaccharolytic 


strain NGA 16S ri 
Synergistetes; 


Bacteria; 


Bacteria; 


strain OS Hl 16S 
Firmicutes; Clost 


392140 Bacteria_16S 


strain DSS-3 16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


392140 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


392140 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


392140 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


392140 Bacteria_16S 


obscurus DSM 4316 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


392140 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


392140 Bacteria_16S 


strain BG29 16S r 
Firmicutes; Clost 


392140 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


392140 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


392140 Bacteria_16S 


strain hl 16S rib 


Sy 
392140 Bacteria_16S 
jalaludinii strai 
Firmicu 
392140 Bacteria_16S 
moraviensis strai 
Firmicu 
392140 Bacteria_16S 


Clostridium stercorarium subsp. 


4155417 4155380 4 41 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4156983 4156946 4 41 gi 
in DF-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 
4158549 4158512 4 41 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4160114 4160077 4 41 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
125951 125919 1 33 gi 
7B 16S ribosomal RNA, partial sequence 


gi 


203701 203663 1 39 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
269216 269184 1 33 gi 
um strain KMTHCJT 16S ribosomal RNA, p 


rales; Thermoanaerobacterales Family I 
675944 675908 3 39 gi 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
764418 764386 1 33 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
831919 831887 1 33 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
849907 849875 4 36 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
929414 929378 4 40 gi 
ribosomal RNA, partial sequence 


1109295 1109259 3 39 gi 
n JCM 10188 16S ribosomal RNA, partial 
ria; Actinobacteria; Coriobacteridae; 

Collinsella. 

1168280 1168244 3 39 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1200094 1200062 4 36 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1204708 1204672 3 39 gi 
osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacteri 


, 


1343883 1343851 1 33 gi 
0 16S ribosomal RNA, partial sequence 


2325293 2325261 1 33 gi 
p- leptospartum strain ATCC 35414 16S 
lostridium. 

2337186 2337154 4 36 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
2338735 2338703 4 36 gi 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2507033 2507001 1 33 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 


gi 


4155378 41 


4158509 41 


219846110 
568 
taceae; 
219846109 
uence 
lasmata 
219846108 
600 
taceae; 
219846107 
equence 


265678978 
12591 
nomycineae 
265678927 
sequence 
tyoglomace 
265678880 


II. Incert 
265678598 


675861 67745 


ae; Anaero 
265678536 
nce 76438 
nellaceae; 
265678491 
nce 83188 
Enterococ 
265678479 


849874 85135 


e; Heliore 
265678425 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
392140 Bacteria_16S 


hodobacter 

265678302 
sequence 

Coriobacte 


228719827 
ce 11682 
taceae; Sp 
228715386 
ce 12000 
es; Synerg 
228715355 


1204671 12061 


ales; Cori 


228721038 
13438 


omycetales 


219857512 
ribosomal 


219857503 


2337153 23386 


e; Helioba 
219857502 
quence 
diales; He 
219857372 
ce 25070 
idiaceae; 
219857238 


2630469 2630433 4 40 gi 
osomal RNA, partial sequence 


Sp 


les; 


Sp 


lasmatales; 


artial seq 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacte 
392140 Bacteria_16S 


ref|NR_025700.1 
lasma. 
ref|NR_025699.1 

4156944 415845 
; Spiroplasmatac 
ref|NR_025698.1 


irop 


lasma. 
NR_025697.1 
160075 416159 
; Spiroplasmatac 
ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref |NR_029235.1 
203662 205201 
ae; Dictyoglomus 
ref|NR_029186.1 
uence 269183 


irop 
ref 


rs 


ae Sedis; Thermo 
ref |NR_028903.1 
6 Anaerobaculum 
baculum. 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref |NR_028794.1 
6 833394 Entero 
cus. 
ref |NR_028782.1 
stis. 
ref |NR_028727.1 
aceae; Ruegeria 
ref |NR_028604.1 

1109258 111072 
riales; Coriobac 


ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_027527.1 
28 Collinsella 
obacterineae; Co 
ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


v 


ref 
RNA, 


NR_025100.1 
partial seq 


ref|NR_025091.1 
cterium. 
ref|NR_025090.1 

2338702 234021 
liobacteriaceae; 
ref |NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Actinomyces meyeri 

myces meyeri Bacteria; 

ae; Actinomyces. 
Dictyoglomus 
Dictyoglomus 
Thermoanaerobacterium 
270620 


anaerobacterium. 
Anaerobaculum mobile 


mobile Bacteria; 


Mitsuokella 
kella jalaludinii 


Enterococcus 
coccus moraviensis 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Collinsella 
0 Collinsella 
terineae; 


Spirochaeta 
haeta smaragdinae DSM 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Thermohalobacter 
halobacter berrensis 


ref|NR_024866.1 


Methylarcula terricola 


2630432 2631792 Methylarcula terricola Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 


392140 Bacteria_16S 


sanguinis strain 


sanguinis Bacteria; 
392140 Bacteria_16S 
naganoensis strain ATCC53909 16S ribosomal RNA, partial 
naganoensis Bacteria; 
392140 Bacteria_16S 

vinaceum strain DSM 43823 16S ribosomal RNA, partial sequ 
Actinobacteria; Actinobacteridae; Acti 
Micromonosporaceae; Dactylosporangium. 
392140 Bacteria_16S 


vinaceum Bacteria; 


DSM 803 16S ribos 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


392140 Bacteria_16S 


thailandense DSM 


2665122 2665090 1 33 gi 
ATCC 10556 16S ribosomal RNA, partial 
Firmicutes; Lactobacillales; Streptoc 

2873666 2873634 1 33 gi 
s 
Firmicutes; Bacillales; 


3323756 33237241 33 


gi 


3340409 3340377 1 
omal RNA, partial sequence 


33 gi 


3341936 3341904 1 33 gi 
43158 16S ribosomal RNA, partial sequenc 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Dactylosporangium. 
392140 Bacteria_16S 


aurantiaca DSM 43 


3344983 33449511 33 gi 
813 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micromonospora. 


392140 Bacteria_16S 


strain DSM 7083 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


392140 Bacteria_16S 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 


nesterenkovii Bac 
Dermabacteraceae; 


392140 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


392140 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


392140 Bacteria_16S 


strain NZP 2213 1 


3357296 3357258 1 39 


gi 
teria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 

3358860 3358822 1 39 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 
3494672 3494640 1 
16S ribosomal RNA, 


s 


33 gi 
complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllob 


392140 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


392140 Bacteria_16S 
train 6-1 16S ribosomal RNA, partial sequence 

Tenericutes; Mollicutes; Anaeroplasmata 
265678839 
complete se 
Thermoanaero 


abactoclasticum s 
abactoclasticum B 


392140 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 


Moorella group; Moorella. 
392140 Bacteria_16S 


phyllosphaerae st 


se 


Pullulaniba 


es; 


acteria; 
331678 331643 1 36 gi 
a strain JW 701/3 16S ribosomal RNA, 
a Bacteria; Firmicutes; Clostridia; 


372186 372151 4 39 


gi 


219857213 
quence 
occaceae; 
219856875 
equence 
cillus. 
219846702 
ence 
nomycetales; 


219846690 
3340376 3341852 Micro 


omonospori 


219846689 


33419 


219846687 


33449 


es; Micr 
3355735 3355697 1 39 gi| 219846679 
6S ribosomal RNA, partial sequence 3355696 33572 


occineae 
219846678 
sequence 

Actinomycetales; 


219846677 
equence 


Actinomy 


219846579 


34946 


acteria; Actinobacteridae; Actinomycetales; Pseu 
3966881 3966845 4 40 gi|219846247 
6S ribosomal RNA, complete sequence 3966839 39683 


acteriac 


3977114 3977078 4 40 gi| 219846240 
AM 14193 16S ribosomal RNA, partial sequence 
; Proteobacteria; Alphaproteobacteria; Rhodospir 
298040 298001 1 40 gi| 265678861 


265678806 
rain FA2 16S ribosomal RNA, partial sequence 


Micr 


NR_024841.1 
4 
Streptococcus. 
NR_024694.1 
2873633 287517 


ref|NR_026294.1 
3323723 332519 


ref |NR_026282.1 
monospora rosari 
neae; Micromonos 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 
ref |NR_026279.1 


omonosporineae Hi 


ref|NR_026271.1 
; Dermabacterace 
ref|NR_026270.1 

3357257 335877 
Microc 


ref|NR_026269.1 
3358821 336033 
cetales; Microco 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025830.1 

3977072 397838 
illales; Rhodosp 


ref |NR_029167.1 

298000 299445 
les; 
ref|NR_029144.1 
quence 331642 
bacterales; Ther 


ref|NR_029111.1 
372149 373610 


Streptococcus 
8 Streptococcus 


Pullulanibacillus 
2 Pullulanibacillus 


Dactylosporangium 
8 Dactylosporangium 


Micromonosporineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Micromonospora 


50 3346425 Micromonospora aurantiaca 


Micromonosporaceae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Mesorhizobium loti 
loti Bacteria; 
um. 

Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Anaeroplasma 
Anaeroplasma 


Anaeroplasmataceae; Anaeroplasma. 


Moorella 
333194 Moorella 
moanaerobacteraceae; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Ancylobacter 
Ancylobacter 

teraceae; Ancylobacter. 
Novosphingobium 
hingobium hassiacum 

e; Novosphingobium. 
Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Ochrobactrum tritici 


tritici Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 


Devosia neptuniae 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; S 
Sphingomonas. 

392140 Bacteria_16S 462949 462914 4 39 gi| 265678742 |ref|NR_029047.1 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobac 
392140 Bacteria_16S 592445 592410 4 39 gi| 265678657 |ref|NR_028962.1 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosp 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadacea 
392140 Bacteria_16S 624251 624220 1 32 gi|265678635|ref|NR_028940.1 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
392140 Bacteria_16S 677544 677509 4 39 gi| 265678597 |ref|NR_028902.1 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
392140 Bacteria_16S 711824 711793 1 32 gi|265678574|ref|NR_028879.1 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
392140 Bacteria_16S 767474 767439 4 39 gi|265678534|ref|NR_028838.1 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 


Proteobacteria; A 


lphaproteobacteria; 


Rhizobiales; Hyphomicrobiaceae; Devosia. 


392140 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


392140 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


392140 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


392140 Bacteria_16S 


strain JCM 21370 


796649 796610 1 39 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
833482 833447 4 39 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


834984 834949 4 39 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

1070222 1070187 4 


v 


39 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


392140 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


392140 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


392140 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


392140 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 


1141113 1141078 4 39 gi 
ain W-50 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1390577 1390542 4 39 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1395145 13951101 36 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1399616 1399581 4 39 gi 
RNA, partial sequence 


’ 


Sphingomonadales; 


392140 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


392140 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


392140 Bacteria_16S 


strain DSM 43030 


Actinobacteria; Actinobacteridae; Actinomycetales; 
392140 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


392140 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; Clost 


392140 Bacteria_16S 


strain DM12 16S r 


1419138 1419107 1 32 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1443912 1443877 4 39 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 
2109854 2109823 1 


32 gi 


265678514 
al sequenc 
nibacillac 
265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 


roteobacte 


265678330 


16S ribosomal RNA, partial sequence 1070184 10716 


Rhodospiri 
253680762 
quence 
eria; Sphi 
228716336 
e 13905 
Parvularc 
228715882 


1395106 13965 


228715353 


1399580 1401060 Sphin 


Sphingomon 
224581445 


1419106 14206 


224581424 
sequence 
teria; Rho 


219873436 


16S ribosomal RNA, partial sequence 2109822 21113 


Stre 
2255356 22553211 36 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 
2289020 2288985 1 


36 gi 


pt 
219857562 
equence 

eria; Desu 


219857539 


6S ribosomal RNA, partial sequence 2288984 22904 


ridia; Clostridiales; Lachnospiraceae; 
2334386 2334351 4 39 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


392140 Bacteria_16S 


strain LBB1 16S r 


2340301 2340266 4 39 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


392140 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


392140 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


392140 Bacteria_16S 


strain T1-X7 16S 
Actinobacteria; A 


392140 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


392140 Bacteria_16S 


strain IM1 16S ri 
Proteobacteria; A 


392140 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


2353844 2353809 1 36 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2429901 2429870 1 32 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2491937 2491906 1 32 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2660794 2660759 4 39 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2662181 2662146 4 39 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
2755022 2754991 1 32 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 


392140 Bacteria_16S 


2872089 2872058 1 32 gi 


Lachnobac 
219857505 


2334350 23357 


hodobacter 
219857501 


2340265 23417 


hodobacter 
219857491 
nce 23538 
obacterale 
219857437 
quence 

diales; Ru 
219857388 


2491905 24933 


ococcineae 
219857216 
ence 26607 
les; Hypho 
219857215 


2662145 26634 


locystacea 
219857149 
nce 27549 
erales; Th 
219856876 


omycinea 


ref |NR_028817.1 
e 796606 798156 
eae; Paenibacill 
ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref|NR_028632.1 


llaceae; Tistrel 
ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 


ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027541.1 


ref 
gomo 
adac 

ref 


NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_027227.1 


ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


ref|NR_025250.1 
30 Streptomyces 
e; Streptomyceta 
ref|NR_025150.1 
2255320 225677 
lfobacterales; D 
ref|NR_025127.1 
teri 
ref 


um. 
NR_025093.1 


acea 
ref 


e; Paracoccu 
NR_025089.1 


aceae; Rhodobaca 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_025025.1 
2429869 243135 
minococcaceae; P 
ref |NR_024976.1 


; Intrasporangia 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref |NR_024843.1 


e; Methylopila. 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 


Paenibacillus 
Paenibacillus 
us. 
Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Desulfobulbus 

6 Desulfobulbus 

esulfobulbaceae; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


s. 
Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Desulfomonile 
omonile limimaris 
Desulfomonile. 
Papillibacter 
9 Papillibacter 
apillibacter. 
Tetrasphaera japonica 


, 


49 Tetrasphaera japonica Bacteria; 


ceae; Tetrasphaera. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Bacillus niacini 


ref |NR_024695.1 


strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


392140 Bacteria_16S 


strain DSM 20032 
Actinobacteria; A 


392140 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


392140 Bacteria_16S 


strain H152 16S r 
Proteobacteria; A 


392140 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


392140 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


392140 Bacteria_16S 


strain V2 16S rib 
Proteobacteria; A 


392140 Bacteria_16S 


strain Benl104 16S 
Proteobacteria; A 


392140 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


392140 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


392140 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


392140 Bacteria_16S 


coryniformis subs 


Lactobacillaceae; 


392140 Bacteria_16S 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


392140 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


392140 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


392140 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


392140 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


392140 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


392140 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


392140 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


392140 Bacteria_16S 


strain IFM 10084 
Actinobacteria; A 


392140 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


392140 Bacteria_16S 


mitsuokai DSM 158 


3453694 3453663 1 32 gi 
ctinobacteridae; Actinomycetales; Micr 
3599909 3599878 4 35 gi 


bacillales; Carnobacteriaceae; Dolosig 
3655913 3655878 4 39 gi 
ibosomal RNA, partial sequence 


RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
507451 507413 1 39 gi 
p- torquens strain 30 16S ribosomal RN. 


Lactobacillus. 

522643 522609 1 35 gi 
ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


778311 778273 1 39 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
798246 798208 1 39 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
847167 847133 4 38 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
915480 915446 1 35 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
921719 921681 1 39 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
923289 923251 1 39 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
955783 955749 4 38 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 
1042965 1042935 1 31 gi 
ctinobacteridae; Actinomycetales; Cory 
1059664 1059626 1 39 gi 
rain Tl 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1206218 1206180 1 39 gi 
97 16S ribosomal RNA, partial sequence 


219846607 


16S ribosomal RNA, partial sequence 3453662 34551 
occineae; 


oc 
219846506 


6S ribosomal RNA, partial sequence 3599877 36013 


ranulum. 
219846467 


3655877 36573 


lphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
3873060 3873029 1 32 gi| 219846313 
16S ribosomal RNA, partial sequence 38730 
tes; Bacillales; Bacillales Family XI. Incertae 
4231487 4231452 4 39 gi| 219846047 
ns strain MB2 16S ribosomal RNA, partial sequenc 
ns Bacteria; Proteobacteria; Alphaproteobacteria 
7533 7499 4 38 gi| 265679058 
osomal RNA, partial sequence 7488 8910 
lphaproteobacteria; Rhizobiales; Bartonellaceae; 
251337 251303 4 38 gi| 265678894 
ribosomal RNA, partial sequence 251300 25272 
lphaproteobacteria; Rhodobacterales; Rhodobacter 
252812 252778 4 38 gi| 265678893 
n Benl01 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; Rhodob 
290446 290408 1 39 gi| 265678866 
ribosomal RNA, partial sequence 290399 29196 
cales; Aquificaceae; Aquifex. 
465919 465882 1 39 gi| 265678740 


465880 467346 Rothi 


ococcaceae 
265678713 
A, complet 


265678703 
ence 52260 
ales; Pseu 


265678526 
ce 77827 
acterales; 
265678513 


798207 79971 


elotrichac 
265678481 
nce 84713 
terales; R 
265678434 
ence 91544 
; Streptoc 
265678430 


921679 92319 


Desulfoba 
265678429 
nce 92324 
acterales; 
265678408 
sequence 
acteria; R 


265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


nebacterin 
265678337 
uence 

i; Thermal 
228715354 


ref|NR_026199.1 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


7 Mi 
ref 


crococcaceai 
NR_026098.1 


e: 


Kocuria. 
Dolosigranulum pigrum 


’ 


99 Dolosigranulum pigrum Bacteria; 


ref|NR_026059.1 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


hizobium/Agrobac 
ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref |NR_025637.1 
e 4231451 423288 
Rhodobacterale 


’ 


ref|NR_029366.1 


terium group; Rhizobium. 
Gemella haemolysans 
a haemolysans ATCC 10379 


Leisingera 
1 Leisingera 


s; Rhodobacteraceae; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


tonella. 
NR_029202.1 


Bar 
ref 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


aceae; Amaricocc 
ref|NR_029201.1 
252777 254201 
acterales; Rhodo 


ref |NR_029172.1 


us. 
Amaricoccus 
Amaricoccus 

bacteraceae; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


ref|NR_029045.1 
a amarae Bacteri 
; Rothia. 
ref|NR_029018.1 
e sequence 


ref|NR_029008.1 
2 524095 Pseudo 
donocardineae; P 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028816.1 
4 Turicibacter 
eae; Turicibacte 
ref|NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref |NR_028651.1 


Rothia amarae strain 
a; Actinobacteria; 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Turicibacter sanguinis 


sanguinis Bacteria; 


i aa 
Paracoccus 

ccus kondratievae 
Paracoccus. 
Streptococcus 

ococcus intermedius 

ccus anginosus group. 
Desulfofrigus fragile 
fragile Bacteria; 

fofrigus. 
Desulfofrigus 

ofrigus oceanense 

eae; Desulfofrigus. 
Pseudaminobacter 
Pseudaminobacter 

lobacteriaceae; 


Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


eae; Nocardiacea 
ref|NR_028639.1 

1059624 106111 
es; Thermaceae; 
ref 


NR_027526.1 


e; Nocardia. 
Marinithermus 

6 Marinithermus 

Marinithermus. 

Catenibacterium 


1206179 1207663 Catenibacterium mitsuokai DSM 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 


392140 Bacteria_16S 


16S 


Clostridia; Clost 


392140 Bacteria_16S 


thermacidophilum 


Bifidobacteriales 


392140 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


392140 Bacteria_16S 
16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
392140 Bacteria_16S 


strain USDA 9030 


submarinus strain 
Bacteria; Proteob 


392140 Bacteria_16S 


sapomandens strai 
sapomandens Bacte 


392140 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


392140 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


392140 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


392140 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


392140 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


392140 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


392140 Bacteria_16S 
delphini strain ATCC 49171 16S ribosomal RNA, partial s 
delphini Bacteria; 
392140 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


392140 Bacteria_16S 


strain DSM 3133 1 


faecium strain AC 
Bacteria; Firmicu 


392140 Bacteria_16S 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


392140 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


392140 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


392140 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


392140 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


392140 Bacteria_16S 


strain OCh 254 16 


ribosomal RNA, partial sequence 


1264920 1264887 1 34 gi 
ridiales; Clostridiaceae; Clostridium. 
1330052 1330014 1 39 gi 
subsp. porcinum strain P3-14 16S ribos 


; Bifidobacteriaceae; Bifidobacterium. 


bi 
2102250 2102212 1 39 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2428430 2428396 1 35 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2510099 2510069 1 31 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


e 
ib 


se 
al 


al 


2568807 2568769 1 39 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
2622766 2622732 4 38 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2672645 2672607 1 39 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2738841 2738811 1 31 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
2783698 2783664 1 35 gi 
in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
Okibacterium. 
2913410 2913372 1 


se 
di 


le 


e 
ac 


ce 
S; 


ia 
, 


a 
39 gi 
eq 
Firmicutes; Bacillales; Staphylococcus 
3444381 34443511 31 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 


3487148 3487118 1 31 gi 


v 


en 
ne 


oc 
3584467 3584437 1 31 gi 
M 3679 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3636033 3636003 1 31 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


en 
ne 


al 


3791105 3791067 1 39 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
3833634 3833604 4 34 gi 


gi 


ridiales; Ruminococcaceae; Ruminococcus. 
3871473 3871443 1 31 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3885463 3885429 5 39 gi 
train GS-15 16S ribosomal RNA, partial 


acteria; Proteobacteria; Deltaproteoba 


Se 


s 
ct 


aceae 


21 
riona 


quenc 
es; P 


25 


es; S 


quenc 
ales; 


26 


s; Ph 


seque 
tobac 


27 


1 seq 


uence 


ce 34 
llace 
occin 


ce 35 
llace 


36 


es; C 


aceae 


dis; 


equen 
eria; 


3899385 3899351 4 38 
S ribosomal RNA, partial sequence 


gi 


219846539 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


219846082 
omal RNA, 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


1484739 1484705 4 38 gi| 219857250 
in A-1BS 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; Rhizo 

1502719 1502685 4 38 gi| 219846475 


’ 


022 
les 


219857438 


e 
ept 


219857370 


100 
tre 


219857288 


e 
cl 


219857249 


227 
yll 


219857207 


nce 
ill 


219857161 


388 


Thermod 
219857127 


uen 


Actinomy 


219856847 


219846613 


443 
ae; 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 


eae 


219846519 


844 
ae; 


219846481 


360 
ory 


219846369 
3791066 37925 
Achol 
219846339 
somal RNA, partial sequence 3833603 3835009 Rumin 


’ 


219846314 
3871442 38729 


ce 
De 


R 
219878118 


ref|NR_026131.1 


ref 
comp 


NR_025672.1 
lete sequenc 


ref |NR_024880.1 
1484704 148617 
biales; Phylloba 
ref |NR_026067.1 
hizobium/Agrobac 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref |NR_025026.1 

2428395 242981 
ococcaceae; Desu 
ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 


ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref|NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref|NR_024666.1 
2913371 291486 


ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref |NR_026176.1 
; Cellulomonadac 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


ref|NR_025960.1 
55 Acholeplasma 
eplasma. 

NR_025929.1 
cus albus 7 


ref 
ococ 


ref |NR_025904.1 


ref|NR_025895.1 
3885428 388697 
sulfuromonadales 


219846295 
3899350 3900743 Roseibium denhamense Bacteria; 


Clostridium grantii Al 


Bifidobacterium 
e 1330013 1331535 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Desulfotomaculum 
8 Desulfotomaculum 
lfotomaculum. 
Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Clostridium 
8 Clostridium 
ostridium. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Lactobacillus 
4 Lactobacillus 
llus. 
Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Okibacterium 
8 Okibacterium 
ccineae; 


Staphylococcus 
3 Staphylococcus 


Succiniclasticum 
iclasticum ruminis 
m. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Phascolarctobacterium 

larctobacterium faecium 

terium. 

Mycobacterium duvalii 

cterium duvalii 

ycobacteriaceae; 


Acholeplasma oculi 


oculi Bacteria; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella 
219846305 


Geobacter 
3 Geobacter 
Geobacteraceae; 


’ 


ref|NR_025885.1 


Roseibium denhamense 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 


392140 Bacteria_16S 
alkenivorans strain PF2803 16S ribosomal RNA, partial s 
alkenivorans Bacteria; 
Desulfatibacillum. 
392140 Bacteria_16S 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
392140 Bacteria_16S 
alkalitolerans strain YIM 70010 16S ribosomal RNA, part 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; 
392140 Bacteria_16S 
strain F 16S ribosomal RNA, partial sequence 83062 
Clostridiales; 
392140 Bacteria_16S 
pentosovorans strain Fae 16S ribosomal RNA, partial seq 
pentosovorans Bacteria; 
392140 Bacteria_16S 

kaustophilus strain BD 53 16S ribosomal RNA, partial se 
kaustophilus Bacteria; 
392140 Bacteria_16S 

californicum strain ST-6 16S ribosomal RNA, partial seq 
californicum Bacteria; Tenericutes; Mollicutes; Mycopla 
392140 Bacteria_16S 
strain H168 16S ribosomal RNA, 
Clostridia; 


Clostridia; 


Firmicutes; 


392140 Bacteria_16S 
strain E-1-A 16S 
Proteobacteria; Alphaproteobacteria; 
392140 Bacteria_16S 
saerimneri strain 


saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillacea 
392140 Bacteria_16S 424515 424478 4 41 gi| 265678771 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formo 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

392140 Bacteria_16S 476598 476565 4 37 gi| 265678733 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
392140 Bacteria_16S 528765 528728 1 38 gi| 265678699 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 53019 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; D 
392140 Bacteria_16S 678989 678956 4 37 gi| 265678596 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 

grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizob 
392140 Bacteria_16S 842507 842470 4 41 gi| 265678484 


strain AMX51 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
392140 Bacteria_16S 
radiotolerans strain SRS30216 16S ribosomal RNA, partia 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 
Kineosporiaceae; 
392140 Bacteria_16S 
strain BARC318 16S ribosomal RNA, 
Tenericutes; Mollicutes; 
392140 Bacteria_16S 
strain D2-18 16S 


Firmicutes; 


Bacteria; 


Streptomycetaceae; Streptomyces. 
392140 Bacteria_16S 1986227 1986194 1 34 gi 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete 


ferrugineus Bacteria; 
Cystobacteraceae; 
392140 Bacteria_16S 


Clostridia; 
392140 Bacteria_16S 
strain L1-82 16S 
Firmicutes; 
392140 Bacteria_16S 
violaceolatus strain DSM 40438 16S ribosomal RNA, parti 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinom 


4026222 40261841 39 gi 


Proteobacteria; Deltaproteobacte 


4032432 4032402 1 3t gi 


4058004 4057970 1 35 gi 


Citricoccus. 


83099 83070 10 39 gi 


86128 86099 10 39 gi 


Clostri 
gi 


Firmicutes; Clostridia; 
219218 219185 1 34 


Bacillac 
gi 


Firmicutes; Bacillales; 
299535 299502 7 40 


322315 322286 1 30 

complete sequence 
Halanaerobiales; Halanaerobiace 

355775 355742 4 a7 gi 


ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
410544 410511 1 34 gi 
GDA154 16S ribosomal RNA, partial seq 


ribosomal RNA, partial sequence 


851448 851411 1 38 gi 


Kineococcus. 


981659 981622 4 41 


gi 
Entomoplasmatales; Entomoplasm 
1103186 1103153 1 34 gi 
ribosomal RNA, partial sequence 
Clostridiales; 
1383134 1383101 1 34 
ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
1425332 1425303 1 30 


gi 


Lachno 
gi 


Proteobacteria; 
Cystobacter. 
2503959 2503926 1 


Deltaproteobacter 


34 


84529 
Ruminococcaceae; Anaerofilum. 


322285 32381 


355741 35715 


842468 84394 


complete sequence 981620 98314 


1103152 11046 
Clostridiales Family XIII. 


1383100 13845 


219846205 
equence 
ria; Desul 


219846201 

40324 
ales; Glyc 
219846181 
ial sequen 
Actino: 


265679007 
Anaer 


265679005 
uence 
diales; Ru 
265678916 
quence 
eae; Geoba 
265678860 
uence 
smataceae; 
265678845 


ae; Haloth 
265678818 


Sphingomon 
265678780 
uence 


rhizobiace 
265678478 
1 sequence 
e; Actinom 


265678389 


265678306 


228716944 


spiraceae; 
224581441 
al sequenc 


219878204 
sequence 
ia; Myxoco 


219857379 


gi 


olearium strain SR1 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


ref 


ref 


ref 
s. 
ref 


ref 


ref 


ae; 
ref 


ref 


ref 


Inc 
ref 


Ros 
ref 


ycet 
ref 
ccal 


ref 


4026183 402770 


e; Lactobacillus 


sa algae Bacteri 


occus yeei Bacte 


678955 680426 
iales; 


851409 852783 
ycetales; 
1 Entomoplasma 


ataceae; Entomoplasma. 


21 Mogibacterium 


e 1425302 142681 


1986193 198770 


NR_025795.1 


NR_029076.1 


NR_029038.1 


NR_029004.1 


NR_028901.1 


Brucellac 
NR_028787.1 


Bosea. 
NR_028781.1 


Kineos 


NR_028691.1 


NR_028608.1 


ertae Sedis; 
NR_027557.1 


eburia. 
NR_027223.1 


ales; Strept 
NR_025343.1 


es; Cystobac 


Desulfatibacillum 
6 Desulfatibacillum 


fobacterales; Desulfobacteraceae; 
ref|NR_025791.1| Glycomyces arizonensis 
01 4033899 Glycomyces arizonensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025771.1| Citricoccus 
ce 4057969 4059448 Citricoccus 
mycetales; Micrococcineae; 
ref|NR_029315.1| Anaerofilum agile 
ofilum agile Bacteria; Firmicutes; 
ref |NR_029313.1| Anaerofilum 

86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_029224.1| Geobacillus 

219184 220608 Geobacillus 
cillus. 
ref|NR_029166.1| Mycoplasma 

299496 300945 Mycoplasma 
Mycoplasma. 
ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 
ref|NR_029123.1| Sphingopyxis terrae 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref |NR_029085.1| Lactobacillus 

410506 412073 Lactobacillus 


Formosa algae strain 
a; Bacteroidetes; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 
einococcus. 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Kineococcus 
Kineococcus 
poriineae; 


Entomoplasma freundtii 


freundtii Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Streptomyces 
1 Streptomyces 
omycineae; 


Cystobacter 
9 Cystobacter 
terineae; 


NR_024967.1 


Sporobacterium 


2503925 2505435 Sporobacterium olearium 


Spo 


robacterium. 


392140 Bacteria_16S 2598128 2598096 1 33 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 
strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

392140 Bacteria_16S 2627352 2627323 1 30 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

392140 Bacteria_16S 2663560 2663527 1 34 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

392140 Bacteria_16S 2770091 2770059 1 33 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

392140 Bacteria_16S 2875253 2875224 1 30 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

392140 Bacteria_16S 2925554 2925521 4 37 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

392140 Bacteria_16S 2961706 2961677 1 30 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

392140 Bacteria_16S 3488687 3488654 5 38 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

392140 Bacteria_16S 3587545 3587508 1 38 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

392140 Bacteria_16S 3683337 3683304 4 37 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

392140 Bacteria_16S 4073125 4073096 1 30 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

392140 Bacteria_16S 39218 39180 1 39 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

392140 Bacteria_16S 92090 92052 1 39 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

392140 Bacteria_16S 93684 93646 1 39 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

392140 Bacteria_16S 116810 116782 1 29 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

392140 Bacteria_16S 163905 163867 1 39 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

392140 Bacteria_16S 232762 232726 4 40 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

392140 Bacteria_16S 273787 273755 7 39 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 
strain S-16 16S ribosomal RNA, partial sequence 273748 275246 Mycoplasma hyosynoviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

392140 Bacteria_16S 295102 295062 1 41 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

392140 Bacteria_16S 301033 300997 4 40 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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392140 Bacteria_16S 648873 648841 4 36 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 
392140 Bacteria_16S 665275 665237 1 39 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 
392140 Bacteria_16S 687941 687909 1 33 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 
392140 Bacteria_16S 852871 852835 1 37 gi|265678477|ref|NR_028780.1| Desulforegula 
conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
conservatrix Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulforegula. 
392140 Bacteria_16S 909244 909212 1 33 gi| 265678438 |ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
392140 Bacteria_16S 1127472 1127432 1 41 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
392140 Bacteria_16S 1203199 1203163 3 39 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
392140 Bacteria_16S 1314686 1314658 1 29 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
392140 Bacteria_16S 1345411 1345383 1 29 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
392140 Bacteria_16S 1446969 1446933 1 37 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 
392140 Bacteria_16S 1451396 1451368 1 29 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 
392140 Bacteria_16S 1661996 1661968 1 29 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
392140 Bacteria_16S 1663536 1663508 1 29 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
392140 Bacteria_16S 1665060 1665032 1 29 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
392140 Bacteria_16S 1672628 1672600 1 29 gi| 219878426 |ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
392140 Bacteria_16S 1678690 1678662 1 29 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
392140 Bacteria_16S 1689315 1689287 1 29 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
392140 Bacteria_16S 1701731 1701703 1 29 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
392140 Bacteria_16S 1706277 1706249 1 29 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
392140 Bacteria_16S 1747380 1747352 1 29 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 


strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 
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219846306 


Micr 


Micr 


Micr 


bacterin 


Actinomycet 


Carnoba 


acterale 


ial sequ 
Camp 


acterale 


Campyl 


92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026280.1| Micromonospora 

22 3344899 Micromonospora inositola 
omonosporineae; Micromonosporaceae; 


ref|NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


Arthrobacter pascens 
pascens Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026186.1| Rhodococcus opacus 
93 Rhodococcus opacus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026185.1] Rhodococcus ruber 
44 3474924 Rhodococcus ruber Bacteria; 
eae; Nocardiaceae; Rhodococcus. 

ref |NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 

ales; Corynebacterineae; 


ref|NR_026191.1 
79 Arthrobacter 


ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref|NR_025940.1 
ence 382000 
ylobacterales; H 


Carnobacterium 
acterium funditum 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter 
8 3821492 Helicobacter 
elicobacteraceae; 


Helicobacter muridarum 
20 Helicobacter muridarum Bacteria; 
acteraceae; Helicobacter. 
ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 
cterium. 
ref|NR_025906.1 
19 3869879 Arcoba 
s; Campylobacter 
ref|NR_025905.1 
3869930 387139 


obacterales; 


ref |NR_025939.1 


Arcobacter 

cter nitrofigilis 

aceae; Arcobacter. 
Arcobacter 

1 Arcobacter 
Campylobacteraceae; 


ref |NR_025896.1| Mycoplasma corogypsi 


3883911 3885377 Mycoplasma corogypsi Bacteria; 


392140 Bacteria_ 


amylolyticus stra 
amylolyticus Bact 
392140 Bacteria_1 


strain gal 1261 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
392140 Bacteria_1 
strain ON59 16S r 
Lacto 
392140 Bacteria_1 
strain PCL 16S ri 


Firmicutes; 


Fusobacteria. 


392140 Bacteria_1 


strain SEBR 7054 
Thermotogae; 


Ther 
392140 Bacteria_1 
strain Benl02 16S 


6S ribosomal RNA, partial sequence 3979744 39812 
biaceae; 
gi| 219846139 
4116858 41183 
Streptococcus. 
gi| 265678963 
148511 15001 


6S 4116887 4116859 1 29 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
6S 148543 148512 9 40 
bosomal RNA, partial sequence 


6S 246734 246699 1 36 gi| 265678897 
16S ribosomal RNA, partial sequence 246697 24821 


motogales; Thermotogaceae; Thermotoga. 
6S 249855 249821 4 38 gi| 265678895 
ribosomal RNA, partial sequence 249819 25124 


R 


hizobium/Agrobac 
ref|NR_025729.1 
54 Streptococcus 


ref |NR_029271.1 


ref 


NR_029205.1 


ref|NR_029203.1 


16S 3903870 3903835 4 40 gi|219846292|ref|NR_025882.1| Paenibacillus 

in NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

6S 3979777 3979745 4 36 gi|219846238|ref|NR_025828.1| Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Streptococcus minor 
minor Bacteria; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

392140 Bacteria_16S 263231 263196 4 39 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
392140 Bacteria_16S 305683 305648 5 40 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

392140 Bacteria_16S 323907 323876 10 41 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

392140 Bacteria_16S 326960 326929 10 41 gi|265678842|ref|NR_029147.1| Prevotella oulorum 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

392140 Bacteria_16S 382844 382809 4 39 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 
strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

392140 Bacteria_16S 459887 459860 1 28 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

392140 Bacteria_16S 501348 501321 1 28 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

392140 Bacteria_16S 502900 502865 4 39 gi|265678716|ref|NR_029021.1]| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

392140 Bacteria_16S 601380 601345 4 39 gi| 265678651 |ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

392140 Bacteria_16S 636481 636454 1 28 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

392140 Bacteria_16S 701513 701482 1 32 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

392140 Bacteria_16S 1056639 1056604 4 39 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

392140 Bacteria_16S 1067240 1067205 4 39 gi| 265678332 |ref|NR_028634.1| Sphingomonas 
yabuuchiae strain A1-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphingomonas yabuuchiae 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
392140 Bacteria_16S 1097155 1097124 1 32 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

392140 Bacteria_16S 1142640 1142609 4 35 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 1142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 

392140 Bacteria_16S 1165332 1165301 1 32 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 


DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


392140 Bacteria_16S 


strain Cal06 16S 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


392140 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


392140 Bacteria_16S 


strain CCM 132 16 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


392140 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


392140 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


392140 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


392140 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


392140 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


392140 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


392140 Bacteria_16S 


strain SCH-89 16S 
Proteobacteria; A 


392140 Bacteria_16S 


strain VP-6 16S r 
Proteobacteria; A 


392140 Bacteria_16S 


strain VP-5 16S r 
Proteobacteria; A 


392140 Bacteria_16S 


strain MHS-3 16S 
Proteobacteria; A 


392140 Bacteria_16S 


strain FI-25796 1 
Actinobacteria; A 


392140 Bacteria_16S 


limicola strain §S 
Bacteria; Bactero 


392140 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


392140 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


392140 Bacteria_16S 


strain S37 16S ri 
Proteobacteria; A 


1216709 1216682 1 28 
ribosomal RNA, partial sequence 


gi 


oc 


1333176 1333149 1 28 gi 


acteria; Actinobacteridae; Actinomycetal 
1374137 1374102 4 
1 RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
1460329 1460298 1 32 

S ribosomal RNA, partial sequence 


39 gi 


Kordi 
gi 


oc 
1501194 1501163 1 
16S ribosomal RNA, 


32 gi 
complete sequence 
oc 
1655859 1655824 4 39 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1730598 1730571 1 28 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

2097668 2097633 4 39 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


s 
er 


s 


ue 
ed: 


2112848 2112813 4 39 gi 
strain US6-1 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Alphaproteo 


al 
ba 


2159684 2159649 4 39 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


qu 
ri 


2344817 2344787 1 31 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2399463 2399428 4 39 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


nc 
ni 


se 
ac 


2535870 2535835 4 39 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2537229 2537194 4 39 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2538633 2538598 4 39 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2541368 2541333 4 39 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2593530 2593503 1 28 gi 


gi 


YP 


YP 


YP 


YP 


ctinobacteridae; Actinomycetales; Coryne 
2741763 2741728 4 39 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 


2878398 2878367 1 32 gi 


ce 
S; 


laceae; Bacillus. 

2936075 2936040 4 39 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


eq 
a; 


2964803 2964772 4 35 
bosomal RNA, partial sequence 
lphaproteobacteria; 


gi 


Sphingomonadales; Sp 


392140 Bacteria_16S 


3098154 3098123 1 32 gi 


219878473 
1216681 12181 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


392140 Bacteria_16S 228721490 


6S ribosomal RNA, partial sequence 1333148 13346 
228717906 
1374101 1375614 Kordi 
224581412 
1460297 14618 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


392140 Bacteria_16S 219846604 


219878437 


219878387 
Actinomyc 


219878123 


219857659 


219857628 


219857497 


219857460 


219857353 
2535834 25371 


219857352 
2537193 25385 


219857351 
2538597 25399 


219857349 
2541332 25426 


219857272 
6S ribosomal RNA, partial sequence 2593502 25949 


219857159 
219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


219856832 


219856812 
2964771 29662 


219846856 


occineae 


es; Micr 


a. 


occineae 


15011 
occineae 


equence 
ia; Rhiz 


equence 


nce 


a; Rhizo 


sequenc 
cteria; 


ence 
a; Rhodo 


e 23447 
bacillus 


quence 


teria; R 


homonada 


homonada 


homonada 


homonada 


bacterin 


27417 
Flavoba 


uence 
Rhodosp 


hingomon 


ref|NR_025612.1 
48 Arthrobacter 
; Micrococcaceae 
ref |NR_027613.1 
32 Beutenbergia 
ococcineae; Beut 
ref 
aal 


NR_027568.1 
gicida OT-1 


ref |NR_027193.1 


; Micrococcaceae 
ref |NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref |NR_025526.1 

1730570 173206 
etales; Coryneba 


ref |NR_025262.1 
2097632 209908 
biales; Phylloba 


ref |NR_025248.1 
e 2112812 211429 
Sphingomonadale 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ref|NR_025085.1 
86 2346268 Paenib 
ref |NR_025048.1 
2399427 240087 
hizobiales; Hyph 


ref|NR_024941.1 


; Hyphomonas 
NR_024940.1 


ceae 
ref 
; Hyphomonas 
NR_024939.1 


ceae 
ref 


v 


NR_024937.1 


ceae 
ref 
ceae; 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref|NR_024691.1 
lus flexus Bacte 


ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


ref |NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 


s: 


Arthrobacter bergerei 


bergerei Bacteria; 


, 


Arthrobacter. 
Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Sinomonas atrocyanea 

nas atrocyanea Bacteria; 
Sinomonas. 
Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Mycobacterium 

2 Mycobacterium 

cterineae; 


v 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 
Swaminathania 
2 Swaminathania 
tobacteraceae; 


Paenibacillus 
acillus granivorans 


Hyphomicrobium 
3 Hyphomicrobium 


omicrobiaceae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Hyphomonas. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Flavobacterium 
acterium limicola 
obacterium. 

Bacillus flexus strain 
ria; Firmicutes; 


Acidiphilium 
9 Acidiphilium 


bacteraceae; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 


ref|NR_026448.1 


Arthrobacter rhombi 


strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


392140 Bacteria_16S 


strain DSM 20138 


strain DSM 20315 


strain DSM 20550 


strain DSM 20541 


protophormiae str 
protophormiae Bac 


3402832 3402801 1 32 gi 


3452172 34521411 32 gi 


3455219 3455188 1 32 gi 


3456751 3456720 1 32 gi 


3458252 3458221 1 32 gi 
ain DSM 20168 16S ribosomal RNA, parti 


Micrococcaceae; Arthrobacter. 


392140 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


3459775 3459744 1 32 
rain DSM 420 16S ribosomal RNA, 


gi 
comple 


Micrococcaceae; Arthrobacter. 


392140 Bacteria_16S 


strain DSM 20546 


3461293 3461262 1 32 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


392140 Bacteria_16S 


polychromogenes s 
polychromogenes B 


3462816 3462785 1 32 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


392140 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


392140 Bacteria_16S 


strain DSM 20133 


3465862 3465831 1 32 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
3468906 3468875 1 


32 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


392140 Bacteria_16S 


strain 6843 DSM 1 


3478054 3478023 1 32 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


392140 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


392140 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


392140 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


392140 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


392140 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


392140 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


392140 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


392140 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


392140 Bacteria_16S 


strain 653 16S ri 
Firmicutes; Clost 


392140 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


392140 Bacteria_16S 


modestum strain G 


3499203 3499172 9 40 gi 
obacteriales; Fusobacteriaceae; Cetoba 
3518885 3518850 4 39 gi 
16S ribosomal RNA, partial sequence 

utes; Mollicutes; Mycoplasmataceae; My 
3549604 3549573 1 32 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3604519 3604484 4 39 gi 
ATCC 33612 16S ribosomal RNA, partial 

612 Bacteria; Bacteroidetes; Flavobact 


3606058 3606023 4 39 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; 
3701423 3701388 4 39 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
3788094 3788063 4 35 


gi 


gi 


ia; Rickettsiales; Anaplasmataceae; Eh 
16505 16479 al 27 gi 
ibosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
25789 25763 1 27 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
28796 28770 1 27 gi 
in LA 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Lactobacillales; Lac 
231190 231160 9 39 gi 
Succ 2 16S ribosomal RNA, partial 


Lactobac 
gi 


ra 


teria; Actinobacteria; Actinobacterida 


cteria; Actinobacteria; Actinobacterid 


Flav 


Flavoba 


16478 


25762 


219846643 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 


oc 
219846608 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 


oc 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 


oc 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
392140 Bacteria_16S 


oc 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino 


’ 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


oc 
219846600 
tial seque 
dae; Actin 


219846598 
sequence 


Actinomyce 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 
219846590 


6S ribosomal RNA, partial sequence 3478022 34794 


nomycineae 
219846576 


16S ribosomal RNA, partial sequence 3499171 35006 


cterium. 

219846563 
35188 
coplasma. 

219846543 
tial seque 
idiales; C 
219846503 
sequence 

eria; 


219846502 
sequence 
obacterial 
219846435 


3701387 37028 
eriaceae; 


ct 
219846371 


3788062 3789489 Ehrli 


rlichia. 
265679052 
18031 
illus. 
265679046 
27159 
Clostridiu 
265679044 
uence 
tobacillac 
265678908 
sequence 


occineae 


occineae 


occineae 


occineae 


Actinomycet 


occineae; 


Flav 


ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026200.1 
; Micrococcaceae 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref |NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
3 Micrococcacea 
ref |NR_026192.1 
nce 34627 
omycetales; Mic 


tale 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026182.1 
; Actinomycetace 
ref|NR_026168.1 
73 Cetobacterium 


ref|NR_026155.1 
49 3520338 Mycopl 


ref 
nce 


NR_026135.1 
354957 
lostridiaceae; C 
ref|NR_026095.1 
3604483 360597 
obacteriales; Fl 


ref |NR_026094.1 

3606022 360747 
es; Flavobacteri 
ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref |NR_025962.1 
chia muris Bacte 


ref |NR_029360.1 
Lactobacillus 
ref |NR_029354.1 
m. 
ref |NR_029352.1 
28769 30312 


eae; Lactobacill 
ref|NR_029216.1 


Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


’ 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


’ 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Arthrobacter citreus 


citreus Bacteria; 


; Arthrobacter. 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Cetobacterium ceti 
ceti Bacteria; 


Mycoplasma genitalium 
asma genitalium 


Clostridium 
2 3551038 Clostridium 
lostridium. 
Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Gelidibacter algens 


algens Bacteria; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Lactobacillus perolens 
perolens Bacteria; 


Clostridium roseum 


Clostridium roseum Bacteria; 


Lactobacillus 
Lactobacillus 
us. 


231154 232668 


Propionigenium 
Propionigenium 


modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 


392140 Bacteria_16S 


strain YIM 70081 


358696 358666 1 31 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


392140 Bacteria_16S 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


392140 Bacteria_16S 


strain YIM 70085 


360242 360208 1 35 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
421362 421332 1 


31 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


392140 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


392140 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


392140 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


392140 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


392140 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


392140 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


392140 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


392140 Bacteria_16S 


strain 21F-2 16S 


426072 426042 1 31 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 
427624 427594 1 31 gi 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 
450705 450667 1 39 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
452259 452221 1 39 gi 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
453858 453820 1 39 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
548536 548510 1 27 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
971140 971102 1 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
1079054 1079020 4 38 gi 
ribosomal RNA, partial sequence 


gi 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


392140 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


392140 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


392140 Bacteria_16S 


strain 14 16S rib 


1092775 1092741 4 38 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095664 1095630 4 38 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1101626 1101593 1 
osomal RNA, partial sequence 


35 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


392140 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


392140 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


392140 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacte 


392140 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


392140 Bacteria_16S 
16S ribosomal RNA, partial sequence 1417633 14190 


strain s840-96-2 
Firmicutes; Clost 


392140 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


392140 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


392140 Bacteria_16S 


1156182 1156152 9 39 gi 


12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1287478 1287448 1 31 gi 


Weissella. 
1313121 1313095 1 27 gi 


ockii strain HTD4 16S ribosomal RNA, 


Thermoanaerobacter brockii subsp. brockii Bacteria; 


Thermo 
qi 


rales; Thermoanaerobacteraceae; 


1331625 1331587 1 39 


ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1417660 1417634 1 27 gi 


ridia; Clostridiales; Clostridiales Fa 
1683312 1683286 1 27 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 


1720021 1719991 9 39 gi 


Cetoba 
gi 


obacteriales; Fusobacteriaceae; 
1726014 1725988 1 27 


16S ribosomal RNA, partial sequence 358665 36015 


16S ribosomal RNA, partial sequence 421328 42283 


450666 45216 


452220 45376 


453819 45536 


548509 55004 


1079018 10804 


1101592 11031 


1287447 1289004 Weiss 


16S ribosomal RNA, partial sequence 1719990 17214 


265678815 


ococcineae; 
265678814 
sequence 

Actinomycet 


265678773 


ococcineae; 


265678770 
1 sequence 
e; Actinomyc 


265678769 
sequence 
Actinomy 


: ce 


265678753 
265678752 
265678751 


265678686 


Sporomusa 
265678396 

97110 

obacterale 
265678323 


Ss; 


Acetobacte 
265678314 

quence 

eria; 


ra 


Rhodos 
265678312 
1 sequence 
ia; Rhodospi 
265678308 


ococcineae; 


228721492 
nce 11561 
bacteriace 
219846052 


ae 
el 


228718892 
partial sequ 
anaerobact 
228721494 
equence 

s; Thermot 
224581446 


O>g 


mily XI. I 
219878419 
rtial sequ 
tridiales; 
219878394 


ne 
en 


Cc 


cterium. 
219878390 


rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


ref 
4 Nesterenkonia 


Mi 


ref 
360205 36166 


al 


ref 
0 Yaniella halotolerans Bacteria; 


Ya 


ref 
426041 42753 


et 


ref 
427586 42907 


ta 


ref 
9 Petrotoga mexicana Bacteria; 


ref 
8 Macrococcus lamae Bacteria; 


ref 
6 Macrococcus hajekii Bacteria; 


ref 
4 Sporomusa aerivorans Bacteria; 


ref 
0 972566 Campy 


Cc 


ref 
18 Acetobacter orientalis Bacteria; 


ce 


ref 


NR_029120.1 


crococcacea 

NR_029119.1 
5 
Cc 


es; Microco 


NR_029078.1 


niellaceae; 
NR_029075.1 
5 
ales; Microc 
NR_029074.1 
7 
b 


les; Coryne 


NR_029058.1 


NR_029057.1 


NR_029056.1 


NR_028991.1 


NR_028698.1 
1 
ampylobacter 
NR_028625.1 


ae; Acetobac 
NR_028616.1 


1092739 109419 


pi 


ref 


rillales; Ac 


NR_028614.1 


1095628 109707 


ri 


ref 
01 Agromyces rhizospherae Bacteria; 


Mi 


ref 
51 1157635 Strep 


’ 


ref 


la 


ref 


en 


Firmicutes; 
er. 


ac 


ref 
55 Helcococcus ovis Bacteria; 


er 


ref 


ce 
lo 


ref 
59 Cetobacterium 


1331586 13330 


llales; Acet 


NR_028610.1 


crobacteriac 
NR_027615.1 
it 
Streptobacil 
NR_025642.1 
soli Bacter 


NR_027577.1 
ce 131309 


NR_027617.1 
9 
eae; Thermos 
NR_027228.1 


tae Sedis; H 
NR_025558.1 

168328 
stridiaceae; 


NR_025533.1 


ref 


e: 


Clostridia; 


Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


v 


Yaniella halotolerans 


Yaniella. 
Nesterenkonia 
Nesterenkonia 

occineae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Petrotoga mexicana 


Macrococcus lamae 


Macrococcus hajekii 


Sporomusa aerivorans 


Campylobacter lanienae 
obacter lanienae 
aceae; Campylobacter. 
Acetobacter orientalis 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter 
0 Acetobacter 
obacteraceae; 


Agromyces rhizospherae 


eae; Agromyces. 
Streptobacillus 
obacillus moniliformis 
lus. 
Weissella soli strain 
ia; Firmicutes; 


Thermoanaerobacter 
4 1314606 


Thermosipho 
7 Thermosipho 
ipho. 

Helcococcus ovis 
elcococcus. 

Clostridium 
5 1684702 Clostridium 

Clostridium. 

Cetobacterium somerae 
somerae Bacteria; 


NR_025529.1 


Mycobacterium 


1725987 1727471 Mycobacterium 


392140 Bacteria_16S 
namibiensis strai 
namibiensis Bacte 
Thermomonosporace 
392140 Bacteria_16S 
paurometabola str 


paurometabola Bac 


Cellulomonadaceae 
392140 Bacteria_16S 
molinativorax str 


molinativorax Bac 
Microbacteriaceae 


392140 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


392140 Bacteria_16S 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


392140 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


392140 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


392140 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


392140 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


392140 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


392140 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


392140 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


392140 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


392140 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


392140 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


392140 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


392140 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


392140 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


392140 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


392140 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


1745890 1745864 1 27 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1804940 1804914 1 27 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1833919 1833893 1 27 gi 
ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 

1870471 1870445 1 27 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1931387 19313611 27 gi 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1978357 1978327 1 31 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2193123 2193089 5 39 gi 
n WR-30 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2350823 2350797 1 27 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2355420 2355382 1 39 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 
2464798 2464764 5 
16S ribosomal RNA, 
tes; Lactobacillales; Lactobacillaceae 
2523701 2523669 1 33 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2564232 2564202 1 31 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2726861 2726823 1 39 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2890531 2890505 1 27 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2904155 2904129 1 27 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


1. 


al 
e; 


’ 


e; 


v 


gi 


al 


, 


ac 


ue 
Th 


ne 


1 
ob 


39 gi 
complete sequence 


, 


D 


ia 
Fi 


qu 
en 


se 
A 


ue 
al 


3322222 33221961 27 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3654434 3654404 4 34 gi 
ain Benl03 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


al 
er 


se 
er 


3862374 3862337 4 41 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3863894 3863857 4 41 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Rikenellacea 
3907004 3906970 4 38 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


gi 


e; 


e; 


392140 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


219878376 
sequence 
Actinomyc 


219878332 
sequenc 
Actinomycet 


219878312 
ue 


nce 


219878287 
1870444 18719 


219878240 


sequenc 


219878209 


19783 
terales; 


219857603 


nce 
ermales; 


219857493 


23507 
rgistace 


219857490 


sequence 
acteria; 


219857406 


24647 
Lactobac 


219857361 
2523668 25251 


esulfobu 


219857291 


1 sequen 
diales; 


219857169 


ence 
othermac 


219856862 


quence 
ctinomyc 


219856853 


nce 


es; Clos 


219846704 


sequenc 
obactera 


219846468 


quence 
ia; Rhod 


219846320 
3862330 38638 


Rikenel 


219846319 


38638 
Alistip 


219846289 
3906969 39084 


3908527 3908493 4 38 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


Actinomycet 


Actinomy 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


ref|NR_025471.1 
e 1804913 180639 
ales; Microc 


NR_025451.1 
1833888 183531 
ales; Microc 


ref |NR_025426.1 


ref|NR_025379.1 
e 1931360 193276 
cetales; Actino 


ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025191.1 
193088 219457 
Thermaceae; Mei 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025078.1 

2355381 235691 
Desulfovibriona 


is} 


ref |NR_024994.1 
63 2466330 Lactob 
illus. 
ref|NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024797.1 
2726822 272832 
eae; Persephonel 
ref|NR_024681.1 

2890502 289195 
etales; Micromon 


ref |NR_024672.1 
2904128 290561 
tridiales Family 


ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref|NR_026060.1 

3654403 365582 
obacterales; Rho 
ref|NR_025910.1 
la. 
ref|NR_025909.1 
52 3865319 Alisti 
es. 


ref|NR_025879.1 


219846288 
3908492 3909969 Ureaplasma diversum Bacteria; 


Actinomadura 
0 Actinomadura 
porangineae; 


Oerskovia 
8 Oerskovia 
occineae; 


Gulosibacter 
7 Gulosibacter 


occineae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Actinomyces 
0 Actinomyces 


mycineae; 


Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Meiothermus 

0 Meiothermus 

othermus. 
Dethiosulfovibrio 

sulfovibrio marinus 

ibrio. 
Desulfovibrio 

7 Desulfovibrio 

les; 


Lactobacillus mucosae 
acillus mucosae 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Eubacterium 
8 Eubacterium 
Eubacterium. 
Persephonella 
8 Persephonella 
la. 
Actinoplanes 
8 Actinoplanes 
osporineae; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Amaricoccus 
6 Amaricoccus 


dobacteraceae; 


Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Alistipes putredinis 
pes putredinis Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


ref|NR_025878.1 


Ureaplasma diversum 


392140 Bacteria_16S 


3910055 3910021 4 38 gi 


canigenitalium strain D6P-C 16S ribosomal RNA, partial 


canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 
392140 Bacteria_16S 
genavense strain 


Thermotogae; 


220685 220660 1 26 gi 


275335 275298 1 38 gi 


330027 329994 3 36 gi 
Thermotogaceae; Geotoga. 
446160 446127 4 37 


ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


392140 Bacteria_16S 


565412 565379 5 38 gi 


daecheongense strain CPW406 16S ribosomal RNA, partial 


daecheongense Bacteria; 
Chryseobacterium. 
392140 Bacteria_16S 
strain LF13 16S ribosomal RNA, partial sequence 


Caldithrix. 


392140 Bacteria_16S 
strain VPB 4027 1 
Fusobacteria; 
392140 Bacteria_16S 
strain B14 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
392140 Bacteria_16S 
strain MDA5527 16S ribosomal RNA, partial sequence 


Fusobacteriales; 


Bacteroidetes; 


581894 581869 1 26 gi 


633433 633404 9 38 gi 
Fusobacteriaceae; 
728829 728800 10 39 gi 
Prevotellace 

37 gi 


Bacteroidia; Bacteroidales; 


741082 741049 4 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


392140 Bacteria_16S 


DSM 


43833 16S ribosomal RNA, partial sequence 


1169852 1169827 1 26 gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Thermobispora. 
392140 Bacteria_16S 
ochracea DSM 7271 
7271 Bacteria; 
392140 Bacteria_16S 
lactoaceticus 6A 


Bacteria; 
Sedis; 


1172934 1172901 4 37 gi 
16S ribosomal RNA, partial sequence 

Bacteroidetes; Flavobacteria; Flavobacte 
1300949 1300924 1 26 gi 


Clostridia; Thermoanaerobacterale 


1323967 1323942 1 26 gi 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial 


kristjanssonii 177R1B Bacteria; 


Family III. 


392140 Bacteria_16S 


Firmicutes; Clostridia; 


Incertae Sedis; Caldicellulosiruptor. 


1605884 1605857 1 28 gi 


arilaitensis strain Rell7 16S ribosomal RNA, partial se 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae 


Arthrobacter. 
392140 Bacteria_16S 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial 
agaridevorans Bacteria; 
392140 Bacteria_16S 


1777574 1777549 1 26 gi 
Paeniba 


gi 


Firmicutes; Bacillales; 
1779133 1779108 1 26 


agarexedens strain DSM 1327 16S ribosomal RNA, partial 


agarexedens Bacteria; 
392140 Bacteria_16S 
strain DSM 497 16S ribosomal RNA, partial sequence 
Bacillales; 
392140 Bacteria_16S 
strain DSM 9172 1 


Firmicutes; 


Firmicutes; 


Bacteria; 


392140 Bacteria_16S 


Paenibaci 
26 gi 


Firmicutes; Bacillales; 
1841650 1841625 1 


Bacillus. 
26 


Bacillaceae; 
1856676 1856651 1 gi 
Carnobacteriaceae; Trichoc 
1889018 1888989 4 33 gi 
PR5 16S ribosomal RNA, partial sequenc 


Proteobacteria; Alphaproteobacteria; Rhizobia 


1914387 1914362 1 26 gi 


azoreducens strain CMl 16S ribosomal RNA, partial seque 


Bacteria; 


Firmicutes; 
392140 Bacteria_16S 

strain M384 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Pae 
gi 


Bacillales; 
2045653 2045624 10 


Paenibacillaceae; 
39 


Bacteroidia; Bacteroidales; Prevotellace 


2289 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 
392140 Bacteria_16S 
strain Hbl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
392140 Bacteria_16S 
strain CC-1 16S ribosomal RNA, partial sequence 
Thermotogales; 
392140 Bacteria_16S 
strain E7107 16S 


275297 27676 
Epsilonproteobacteria; Campylobacterales; 


329993 33159 


446125 44760 


Flavobacteria; Flavobacter 


581868 58337 


6S ribosomal RNA, partial sequence 633402 63487 
Fusobacterium. 


728785 73027 


741046 74252 


1169826 11712 


16S ribosomal RNA, partial sequence 1300923 13024 
Firmicutes; 
Caldicellulosiruptor. 
392140 Bacteria_16S 


1841624 18431 


6S ribosomal RNA, partial sequence 1856650 18581 
Lactobacillales; 
392140 Bacteria_16S 
chacoense strain 


219846287 
sequence 


265678915 
22065 
Cory 


265678876 


Helicob 
265678840 


265678757 


Acetobacte 
265678675 
sequence 


265678664 


265678628 


265678562 


ae; Prevot 
265678553 


Acetobacte 
228719618 
ales; Pseu 
228719222 

11729 
riales; Fl 
219846639 
s; Thermoa 
219878140 


sequence 
Thermoana 


219878472 
quence 
; Actinomy: 


219878351 
sequence 
cillaceae; 
219878350 
sequence 

llaceae; P 
219878307 


219878296 


occus. 
219878272 
e 18889 
les; Phyll 
219878252 
nce 19143 
nibacillus 


ref|NR_025877.1] Ureaplasma 
3910020 3911499 Ureaplasma 
e; Ureaplasma. 
ref |NR_029223.1| Mycobacterium 

9 222097 Mycobacterium genavense 
nebacterineae; Mycobacteriaceae; 


ref|NR_029182.1 
1 Helicobacter bilis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029145.1| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


Helicobacter bilis 


ref|NR_029062.1| Roseomonas cervicalis 
3 Roseomonas cervicalis Bacteria; 


raceae; Roseomonas. 
ref|NR_028980.1| Chryseobacterium 
565378 566823 Chryseobacterium 


iales; Flavobacteriaceae; 


ref|NR_028969.1| Caldithrix abyssi 
1 Caldithrix abyssi Bacteria; 


ref |NR_028933.1 
3 Fusobacterium 


Fusobacterium equinum 
equinum Bacteria; 


ref|NR_028866.1| Prevotella bryantii 
0 Prevotella bryantii Bacteria; 
ella. 
ref|NR_028857.1| Roseomonas mucosa 

7 Roseomonas mucosa Bacteria; 

raceae; Roseomonas. 

ref|NR_027583.1| Thermobispora bispora 
94 Thermobispora bispora DSM 43833 
donocardineae; Pseudonocardiaceae; 


ref|NR_027581.1| Capnocytophaga 

00 1174354 Capnocytophaga ochracea DSM 
avobacteriaceae; Capnocytophaga. 
ref|NR_026231.1| Caldicellulosiruptor 
27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_025279.1| Caldicellulosiruptor 
1323941 1325448 Caldicellulosiruptor 
erobacterales; Thermoanaerobacterales 


ref|NR_025611.1] Arthrobacter 
1605856 1607314 Arthrobacter 
cetales; Micrococcineae; Micrococcaceae; 


ref|NR_025490.1| Paenibacillus 

1777548 1779056 Paenibacillus 
Paenibacillus. 
ref|NR_025489.1| Paenibacillus 

1779107 1780619 Paenibacillus 
aenibacillus. 
ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref|NR_025435.1 
69 Trichococcus 


Trichococcus palustris 
palustris Bacteria; 


ref|NR_025411.1| Mesorhizobium 

88 1890453 Mesorhizobium chacoense 
obacteriaceae; Mesorhizobium. 
ref|NR_025391.1| Paenibacillus 

61 1915860 Paenibacillus azoreducens 


219878161 


ae; Prevot 


ref|NR_025300.1| Prevotella albensis 


2045623 2047117 Prevotella albensis Bacteria; 


ella. 


392140 Bacteria_16S 
stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae; Streptomyces. 
392140 Bacteria_16S 2077833 2077808 1 
granulosum strain 
granulosum Bacter 
Propionibacteriaceae; Propionibacterium. 
392140 Bacteria_16S 2106746 2106709 4 
illinoisensis str 
illinoisensis Bac 
Alkanindiges. 
392140 Bacteria_16S 
pantheris strain 
pantheris Bacteria; 
392140 Bacteria_16S 
strain MIT 97-507 
Proteobacteria; E 
392140 Bacteria_16S 
lutaoensis strain 
Bacteria; Proteob 
392140 Bacteria_16S 
yonseiensis strai 
Bacteria; Firmicutes; 
392140 Bacteria_16S 
methoxybenzovoran 
methoxybenzovorans Bacteria; Firmicutes; 
392140 Bacteria_16S 2585730 2585693 4 
mediterranea stra 
mediterranea MMB-1 Bacteria; 
392140 Bacteria_16S 
strain EPSA11 16S 
Bacteroidetes; Bacteroidia; 
392140 Bacteria_16S 
strain EHS11 16S 
Bacteroidetes; Bacteroidia; 
392140 Bacteria_16S 
desulfurans strai 
desulfurans Bacteria; 
392140 Bacteria_16S 
sartagoforme stra 
sartagoforme Bacteria; 
392140 Bacteria_16S 


2053472 2053443 1 


teria; Proteobacteria; 


2196116 2196083 1 


Firmicutes; 
2292058 2292021 1 
2302443 2302406 4 
2387333 2387308 1 


Clostridia; 
2571894 2571865 1 


2699636 2699607 10 


2701179 2701150 10 


2702723 2702690 1 


3036243 3036218 1 


Firmicutes; 
3467384 3467353 1 


crystallopoietes strain DSM 20117 16S ribosomal RNA, pa 
crystallopoietes Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 
392140 Bacteria_16S 3780624 3780595 10 


LMG 21017 16S ribosomal RNA, 


in MMB1 16S ribosomal RNA, 
Proteobacteria; 


30 


ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


26 


DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


41 


ain MVAB Hexl 16S ribosomal RNA, 
Gammaproteobact 


34 
c 


Lactobacillales; 


38 


5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


41 


T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


26 


n KB1l 16S ribosomal RNA, partial seque 
Thermoanaerobacterale 


30 


s strain SR3 16S ribosomal RNA, partia 
Clostridia; 


41 


Ga 
39 


ribosomal RNA, partial sequence 
Bacteroidales; 


39 


ribosomal RNA, partial sequence 
Bacteroidales; 


34 


n St55B 16S ribosomal RNA, partial seque 
Deinococcus-Thermus; 


Dein 
26 


in DSM 1292 16S ribosomal RNA, partial 
Clostridia; 


32 


39 


strain RB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 

392140 Bacteria_16S 
strain Hh-2 16S r 
Proteobacteria; E 
392140 Bacteria_16S 
strain 165 16S ri 
Proteobacteria; E 
392140 Bacteria_16S 
strain CS1 16S ri 
Proteobacteria; E 
392140 Bacteria_16S 
strain NRRL B-163 
Bacteria; Actinob 
392140 Bacteria_16S 
aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas. 
392140 Bacteria_16S 
strain KMM 3809 1 
Proteobacteria; G 
392140 Bacteria_16S 


3801664 3801627 1 


3818523 3818486 1 


3826167 3826130 1 


4030882 4030857 1 


4051967 4051930 4 


4169168 4169131 4 


4178396 4178359 4 


38 


ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


38 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


38 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


26 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


41 


3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


41 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alt 


41 


complete se 


Prevotellace 


Prevotellace 


219878155 
al sequenc 
e; Acti 


gi 


219878137 
sequence 
Actinomyce 


gi 


219878115 
ete sequen 
eria; Pseu 


gi 
compl 


219857601 
sequence 
ac 
219857536 
22920 
s; Helicob 
219857528 
ence 23024 
nadales; 
219857468 
nce 23873 
s; Thermoa 
219857286 
1 sequence 
ostridiale 
219857277 
quence 
mmaproteobacteria; 
gi| 219857188 
2699606 27010 
ae; Prevot 
gi| 219857187 
2701149 27026 
ae; Prevot 
219857186 
nce 
Thermales; 
219846898 
sequence 
iales; Clo 
219846597 
rtial sequ 
idae; Acti 


gi 
omplete 
Lactob 


gi 


gi 


gi 


gi 


cl 
gi 


gi 


ococci; 
gi 


Clostrid 
gi 


gi|219846376 
3780594 37820 
kettsiacea 


gi| 219846361 
3801626 38030 
s; Helicob 
gi| 219846350 
3818485 38199 
s; Helicob 
gi| 219846345 
3826129 38276 
s; Helicob 
219846202 
40308 
ales; Glyc 
219846185 
nce 40519 
nadales; P 


gi 


gi 


gi|219846100 


eromonad 


nomycet 


illaceae; 


Alter 


ella. 


ella. 


ence 
nomycetales; 


e; 


omyc 


28 4053458 Pseudo 


acea 


ref|NR_025294.1 
e 2053442 205491 
ales; Strept 


Streptomyces 
9 Streptomyces 
omycineae; 


ref|NR_025276.1 
2077807 207932 
tales; Propionib 


Propionibacterium 
0 Propionibacterium 
acterineae; 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Lactobacillus 
0 Lactobacillus 


ref|NR_025189.1 
196082 219764 
; Lactobacillus. 
ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025116.1 
04 2303932 Marino 

La 


ND 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Marinobacter 
bacter lutaoensis 

Marinobacter. 

Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Clostridium 
7 Clostridium 
e; Clostridium. 

Marinomonas 
4 Marinomonas 


omonadaceae 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref |NR_024908.1 

2585691 258722 
Oceanospirillales; Marinomonas. 
ref|NR_024816.1| Prevotella salivae 
98 Prevotella salivae Bacteria; 


v 


ref|NR_024815.1| Prevotella shahii 
38 Prevotella shahii Bacteria; 


ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026189.1 
346735 
Mic 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Clostridium 
6 Clostridium 
stridium. 
Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


ref|NR_025967.1| Rickettsia honei 
84 Rickettsia honei Bacteria; 
Rickettsieae; Rickettsia; 


’ 


spotted 
ref|NR_025952.1| Helicobacter hepaticus 
95 Helicobacter hepaticus Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025941.1| Helicobacter cinaedi 
57 Helicobacter cinaedi Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025935.1| Helicobacter felis 

02 Helicobacter felis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025792.1| Glycomyces algeriensis 
56 4032350 Glycomyces algeriensis 

ineae; Glycomycetaceae; Glycomyces. 
NR_025775.1| Pseudoalteromonas 
alteromonas aliena 
aceae; 


ref 


seudoalteromonad 


ref|NR_025690.1| Marinobacter excellens 
64 Marinobacter excellens Bacteria; 
e; Marinobacter. 


gi|219846094 


ref|NR_025684.1| Shewanella waksmanii 


strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanellaceae; 


Shewanella. 


392140 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


392140 Bacteria_16S 


lactatifermentans 
lactatifermentans 


392140 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; 


392140 Bacteria_16S 


Bacil 


Saccharomonospora. 


392140 Bacteria_16S 


Saccharomonospora. 


392140 Bacteria_16S 


4179975 4179948 4 31 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4219380 4219343 1 38 gi|219846061|ref|NR_025651.1| Clostridium 

strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
4220915 4220890 1 26 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
laceae; Anaerobacillus. 

25 L L 25 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

1564 1540 1 25 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

183696 183668 7 35 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 

1 RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 


1787 16S ribosoma 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

392140 Bacteria_16S 325436 325405 10 41 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

392140 Bacteria_16S 378299 378267 4 36 gi|265678802|ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

392140 Bacteria_16S 415365 415333 4 36 gi|265678777|ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
392140 Bacteria_16S 493626 493598 1 29 gi| 265678722 |ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 


kerguelensis Bact 
Arthrobacter. 


392140 Bacteria_16S 


strain Z 4493 16S 


Firmicutes; 


392140 Bacteria_16S 


Clost 


strain HKI 0120 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


392140 Bacteria_16S 


strain M343/98/2 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


392140 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


392140 Bacteria_16S 


shriftii strain D 


Bacteria; 


Firmicu 
392140 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


392140 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


eria; Actinobacteria; Actinobacteridae 


631899 631875 5 29 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
634949 634925 1 25 gi 


gi 


672854 672830 1 25 gi 


736416 736390 4 30 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
816622 816582 1 


gi 


39 gi 


SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
824248 824216 4 36 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
825750 825718 4 36 gi 


631874 63335 


6S ribosomal RNA, partial sequence 634924 63640 


16S ribosomal RNA, partial sequence 672829 67426 


736380 73789 


Entomoplasmataceae; 


824212 825662 Bosea 


825713 827158 Bosea 


265678629 


Acetobacte 
265678627 


ococcineae; 


265678600 


nomycineae; 


265678556 


E 
265678501 
nce 81658 
bacteroida 
265678496 


sea. 
265678495 


; Actinomyceta 


ref 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref 
2 Knoellia subterranea Bacteria; 


In 


ref 
5 Actinomyces coleocanis Bacteria; 
Ac 
ref 
7 Entomoplasma 
ntomoplasma. 

ref 
1 817998 Seleni 
ceae 
ref 
ves 


ref 
ene 


les; Microco 


NR_028934.1 


NR_028932.1 


trasporangia 
NR_028905.1 


tinomycetace 
NR_028860.1 


NR_028804.1 


; Selenihala 
NR_028799.1 
trisii Bacte 


NR_028798.1 
ae Bacteria; 


ccineae; Micrococcaceae; 


Acetobacterium tundrae 


Knoellia subterranea 


ceae; Knoellia. 
Actinomyces coleocanis 


ae; Actinomyces. 
Entomoplasma lucivorax 


lucivorax Bacteria; 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

392140 Bacteria_16S 913927 913892 3 38 gi|265678435|ref|NR_028737.1| Actinosynnema 

pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 

392140 Bacteria_16S 1053599 1053567 1 33 gi|265678341|ref|NR_028643.1| Sulfurimonas 

autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 

autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 

Sulfurimonas. 

392140 Bacteria_16S 1085028 1085004 1 25 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 

strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

392140 Bacteria_16S 1222697 1222665 1 33 gi| 219878346 |ref|NR_025485.1| Caminicella sporogenes 


strain AM1114 16S 


Firmicutes; 


392140 Bacteria_16S 


Clost 


strain HTCC2516 1 


Bacteria; 


Proteob 
392140 Bacteria_16S 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1369600 1369568 4 36 


acteria; Alphaproteobacteria; Rhodobac 
1416118 1416094 1 25 


glauca strain K62 16S ribosomal RNA, partial sequence 


1222664 12241 


6S ribosomal RNA, partial sequence 1369567 13709 


19 Caminicella sporogenes Bacteria; 


Caminicella. 
gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
terales; Rhodobacteraceae; Oceanicola. 
gi| 224581447 |ref|NR_027229.1| Saccharomonospora 


1416093 1417582 Saccharomonospora glauca 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora 


392140 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
392140 Bacteria_16S 


rimosus st 
rimosus Ba 


subsp. 
subsp. 


Streptomycetaceae; 
392140 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


strain DSM 20285 
Firmicutes; Lacto 


392140 Bacteria_16S 


strain CF-25 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
392140 Bacteria_16S 


strain CF-43 16S 
Actinobacteria; A 


392140 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


392140 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


1452923 1452895 1 29 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


al 
ri 


1487766 1487742 1 25 gi 
rain JCM 4667 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1573551 15735271 


et 
ae 
v 
25 gi 
do 


1575076 1575052 1 25 gi 
do 


1917513 1917485 1 29 gi 
Pediococ 


gi 


bacillales; Lactobacillaceae; 
1957096 1957068 1 29 


ribosomal RNA, partial sequence 


cu 


Micr 
gi 


oc 
1958645 1958617 1 29 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2317620 2317584 5 41 


Micr 
gi 


oc 


en 
acteria; Gammaproteobacteria; Xanthomona 
2319210 23191745 41 gi 
rain AMX 19 16S ribosomal RNA, partial 


cteria; Proteobacteria; Gammaproteobac 


s 
te. 


392140 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


392140 Bacteria_16S 


Proteobacteria; D 


392140 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


2472437 2472405 1 33 
bosomal RNA, partial sequence 
eltaproteobacteria; 


gi 


Syntrophobacterale 
2641063 2641028 4 39 gi 


Ss; 


224581418 


sequence 
dae; Act 


219857134 


e sequen 
Actino: 


, 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
392140 Bacteria_16S 


nocardin 


219856867 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
392140 Bacteria_16S 


nocardin 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 


Ss. 


219878223 
1957067 19585 


occineae 


219878222 
1958616 19601 


occineae 


219857517 


ce 23175 
dales; X 


219857516 


equence 
ria; Xan 


219857401 
2472404 24737 


Syntrop 


219857230 


strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 26425 
eltaproteobacteria; Desulfobacterales; Desulfoba 
2771626 2771602 1 25 gi| 219857136 
JCM 4526 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
; Streptomyces. 
2773159 2773135 1 25 gi| 219857135 


392140 Bacteria_16S 


strain JCM 9920 1 
Actinobacteria; A 


392140 Bacteria_16S 
6S ribosomal RNA, partial sequence 2774670 27 


strain JCM 4662 1 
Actinobacteria; A 


392140 Bacteria_16S 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


392140 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


392140 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


6S ribosomal RNA, partial sequence 2773134 27746 
ctinobacteridae; Actinomycetales; Streptomycinea 
2774695 2774671 1 25 gi| 219857133 


ctinobacteridae; Actinomycetales; Stre 
2776233 2776209 1 25 gi 
n JCM 4342 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2794212 2794180 1 33 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
2822850 2822818 1 33 gi 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 


pt 


se 
A 


v 
se 
id 


ue 
ce 


392140 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


392140 Bacteria_16S 


strain IMC S-0802 
Actinobacteria; A 


392140 Bacteria_16S 


strain MK703-102F 
Actinobacteria; A 


392140 Bacteria_16S 


2830415 2830391 1 25 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2831953 2831929 1 25 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
2833491 2833467 1 25 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 


eq 
A 


, 


pt 


ne 


761 


omycinea 


219857132 


e 
myc 


quenc 
ctino: 


219857120 


quence 


iales; C 


219856908 


nce 


ae; Hydr 


219856903 


uence 
ctinomyc 


219856902 


28319 
omycinea 


219856901 


28334 
bacterin 


2945163 29451311 33 gi 


219856826 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacte 


ria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


ref |NR_024762.1 
ce 1487741 148922 
mycetales; Strep 
ref|NR_024687.1 


Actinosynne 
NR_024686.1 


eae; 
ref 


Actinosynne 
NR_025388.1 


eae; 
ref 


ref |NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref |NR_025361.1 
16 Arthrobacter 
; Micrococcaceae 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 


ref|NR_024989.1 


66 2834941 Nocard 
eae; Nocardiacea 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


rimosus 
rimosus 


Streptomyces 
5 Streptomyces 
tomycineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Arthrobacter luteolus 


luteolus Bacteria; 


v 


Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 

Pseudoxanthomonas 

xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 


nthomonadaceae; 


Smithella propionica 


74 Smithella propionica Bacteria; 


haceae; Smithella. 
ref|NR_024858.1| Desulfocella halophila 
73 Desulfocella halophila Bacteria; 
cteraceae; Desulfocella. 
ref|NR_024764.1| Streptomyces 
2771601 2773083 Streptomyces 
tales; Streptomycineae; 
ref|NR_024763.1| Streptomyces peucetius 
19 Streptomyces peucetius Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_024761.1| Streptomyces platensis 
57 Streptomyces platensis Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_024760.1| Streptomyces 
2776208 2777696 Streptomyces 
etales; Streptomycineae; 
ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
lostridiaceae; Alkaliphilus. 
ref|NR_024729.1] Hydrogenobacter 
2822817 2824313 Hydrogenobacter 
ogenobacter. 
ref|NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 
etales; Streptomycineae; 
ref|NR_024723.1| Streptomyces albulus 
28 2833415 Streptomyces albulus Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_024722.1| Nocardia vinacea 


ia vinacea Bacteria; 
e; Nocardia. 
Lactobacillus 


ref|NR_024645.1 
2945130 294667 
Lactobacillu 


8 Lactobacillus 
Ss. 


392140 Bacteria_16S 
strain 7 16S ribo 
Clost 
392140 Bacteria_16S 
cylindrosporum st 
cylindrosporum Ba 
392140 Bacteria_16S 
strain DS1 16S ri 
Clost 


Clostridia; 


Firmicutes; 


392140 Bacteria_16S 
intermedius strai 
Proteob 


Bacteria; 


392140 Bacteria_16S 
australicum strai 
australicum Bacte 
392140 Bacteria_16S 
tyrofermentans st 
tyrofermentans Ba 


Dermabacteraceae; 


392140 Bacteria_16S 
strain M17C 16S r 


392140 Bacteria_16S 


strain DSM 2062 1 


392140 Bacteria_16S 


strain DSM 20167 


392140 Bacteria_16S 


strain DSM 20119 


392140 Bacteria_16S 


histidinolovorans 
histidinolovorans 


bosomal RNA, partial sequence 


Micrococcaceae; Arthrobacter. 


392140 Bacteria_16S 
globiformis strai 
globiformis Bacte 


Arthrobacter. 


392140 Bacteria_16S 
apsheronum strain 


Bacteria; 


strain CKK 16S ri 
Tenericutes; Moll 


392140 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


Proteob 
392140 Bacteria_16S 


3034695 30361 


3031657 3031629 1 29 gi|219846901|ref|NR_026493.1| Clostridium indolis 
somal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
ridiales; Clostridiaceae; Clostridium. 

3033191 3033167 1 25 gi|219846900|ref|NR_026492.1| Clostridium 
rain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3034720 3034696 1 25 gi|219846899|ref|NR_026491.1| Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
3117715 3117681 4 38 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
n TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
3262958 3262930 4 32 gi|219846745|ref|NR_026337.1| Pedomicrobium 
n IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
3354173 33541351 39 gi|219846680|ref|NR_026272.1| Brachybacterium 
rain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brachybacterium. 
3377095 3377064 1 32 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 
ibosomal RNA, partial sequence 3377063 3378542 Kytococcus sedentarius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
3393692 3393664 1 29 gi|219846649|ref|NR_026241.1| Brevibacterium iodinum 
6S ribosomal RNA, partial sequence 3393663 3395147 Brevibacterium iodinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
3399765 3399737 1 29 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 
16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
3401293 3401265 1 29 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
3404365 3404337 1 29 gi|219846642|ref|NR_026234.1| Arthrobacter 
strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
3470428 3470400 1 29 gi|219846595|ref|NR_026187.1| Arthrobacter 
n DSM 20124 16S ribosomal RNA, partial sequence 3470399 3471862 Arthrobacter 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
3698398 3698360 1 39 gi| 219846437 |ref|NR_026028.1| Desulfomicrobium 
1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
3714937 3714905 7 39 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 
bosomal RNA, complete sequence 3714904 3716367 Mycoplasma pullorum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 
3860774 3860746 11 39 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
1 RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillaceae; Lactobacillus. 
3866930 3866899 10 41 gi|219846317|ref|NR_025907.1| Porphyromonas levii 


392140 Bacteria_16S 


strain ATCC 29147 


Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
392140 Bacteria_16S 4126102 4126078 1 25 gi| 219846132 |ref|NR_025722.1 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 41275 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
392140 Bacteria_16S 167087 167052 4 39 gi| 265678951 |ref|NR_029259.1 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacter 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

392140 Bacteria_16S 254285 254254 4 35 gi|265678892|ref|NR_029200.1 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacte 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

392140 Bacteria_16S 307232 307197 4 39 gi| 265678855 |ref|NR_029161.1 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 30872 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
392140 Bacteria_16S 334791 334764 1 28 gi|265678834|ref|NR_029139.1 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifido 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae 
392140 Bacteria_16S 336354 336327 1 28 gi| 265678833 |ref|NR_029138.1 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifido 
Parascardovia. 

392140 Bacteria_16S 337923 337896 1 28 gi| 265678832 |ref|NR_029137.1 


saeculare strain RA161 16S ribosomal RNA, partial sequence 


Bacteria; Actinob 


16S ribosomal RNA, partial sequence 


38668 


93 3868368 Porphy: 


acteria; Actinobacteridae; 


Bifidobacteriales; 


romonas levii Bacteria; 


Streptomyces africanus 


64 Streptomyces africanus Bacteria; 


ceae; Streptomyces. 
Vibrio mimicus strain 
ia; Proteobacteria; 


Afipia broomeae strain 
ria; Proteobacteria; 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Parascardovia 
Parascardovia 
bacteriaceae; 


v 


Bifidobacterium 


337886 339399 Bifidobacterium saeculare 
Bifidobacteriaceae; 


Bifidobacterium. 


392140 Bacteria_16S 


384377 384342 4 


39 


strain OK2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
392140 Bacteria_16S 


taiwanensis strain cf 16S ribosomal RNA, partial sequence 


Bacteria; 
392140 Bacteria_16S 


strain HTCC2506 16S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadace 


392140 Bacteria_16S 
atlanticus strain 
atlanticus Bacteria; 
392140 Bacteria_16S 


rhizosphaerae strain IH5 16S ribosomal RNA, 
rhizosphaerae Bacteria; 


Pseudomonas. 
392140 Bacteria_16S 
strain AU476 16S 


390518 390483 4 


438510 438479 4 


443041 443006 4 


Bacteroidetes; 
444581 444546 4 


Proteobacteria; 


464448 464421 4 


39 


35 


39 


39 


3L 


ribosomal RNA, partial sequence 


gi 


384340 38587 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


gi 


HTCC2559 16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacterial 


gi 


complete sequence 
Gammaproteobacteria; 


gi 


464412 46582 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


392140 Bacteria_16S 


470482 470447 4 


39 


strain DLE411J 16S ribosomal RNA, partial sequence 


Proteobacteria; 
392140 Bacteria_16S 


strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 50125 
Betaproteobacteria; Burkholderiales; Comamonadace 


Proteobacteria; 
392140 Bacteria_16S 
strain 173-96 16S 


499767 499732 4 


559324 559289 4 


39 


39 


ribosomal RNA, partial sequence 


gi 


470446 47199 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


gi 


559287 56077 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


392140 Bacteria_16S 


560859 560824 4 


39 


gi 


ludipueritiae strain 170-96 16S ribosomal RNA, partial 


ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseomonas. 
392140 Bacteria_16S 
strain ED 11/3LLK 


Aquificae; Aquificales; 


392140 Bacteria_16S 


602943 602908 1 


674340 674317 1 


36 


24 


strain W16 16S ribosomal RNA, partial sequence 


392140 Bacteria_16S 
strain TOD45 16S 
Firmicutes; 
392140 Bacteria_16S 


Bacillales; 


700025 699994 1 


714953 714922 4 


32 


ribosomal RNA, partial sequence 
Paenibacillaceae; 


35 


strain TH-3 16S ribosomal RNA, partial sequence 


392140 Bacteria_16S 


lusitanum strain P6-12 16S ribosomal RNA, 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


392140 Bacteria_16S 


737985 737950 4 


770517 770482 4 


39 


39 


strain Uedal07 16S ribosomal RNA, partial sequence 


392140 Bacteria_16S 
strain Chj707 16S 
Bacteroidetes; 
392140 Bacteria_16S 


taiwanensis strain LMG 19424 16S ribosomal RNA, partial 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; 


392140 Bacteria_16S 
strain CFBP 5236 
Proteobacteria; 

392140 Bacteria_16S 
strain CFBP 4188 
Proteobacteria; 

392140 Bacteria_16S 


subsp. vallismortis strain DV 
subsp. vallismortis Bacteria; 


Salinivibrio. 
392140 Bacteria_16S 


strain FC 097-2 16S ribosomal 


392140 Bacteria_16S 


Flavobacteria; 


799797 799766 5 


822656 822621 4 


844038 844003 4 


866761 866726 4 


964969 964934 4 


984809 984770 1 


RNA, 


986373 986338 4 


36 


ribosomal RNA, partial sequence 
Flavobacteriales; 


39 


39 


Enterobac 
39 gi| 265678467 
anthomonad 
39 gi| 265678401 
1 sequence 
Gammaproteobacteria 
39 gi| 265678387 


39 


gi 


16S ribosomal RNA, partial sequence 


Desulfurobacteriaceae; Thermovibrio. 


gi 


674316 67581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


699985 70142 
Paenibacillus 


gi 


714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


gi 


complete sequence 73794 


gi 


770475 77198 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


799765 80123 
Flavobacteriaceae 


gi 


gi 


16S ribosomal RNA, partial sequence 844000 84550 
Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 866725 86827 
Gammaproteobacteria; Xanthomonadales; X 


16S ribosomal RNA, partia 


Proteobacteria; 


complete sequence 984769 98628 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


gi 


strain CDC 2970-59 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


265678798 


265678794 

39048 
Bu 
265678762 


265678759 


265678758 
Pseu 
265678741 
Rhodospiri 
265678737 


265678718 


265678679 


Acetobacte 
265678678 

sequence 

Rhod 


265678649 
60290 


265678599 


265678582 


265678571 


obacteriac 
265678555 


Ox 
265678532 


265678512 


265678497 
sequence 
Burkhol 
265678483 


ref|NR_029103.1 


aceae; 
ref |NR_029099.1 


rkholderiaceae; 
ref |NR_029067.1 


ae; Fulvimarina. 


domonadales; 


ref|NR_029046.1 
llaceae; 
ref|NR_029042.1 


aceae; 
ref |NR_029023.1 


ae; 


ref|NR_028984.1 


ospirillales; Ac 


ref|NR_028954.1 


ref |NR_028904.1 
0 Dermatophilus 


ref |NR_028887.1 
2 Paenibacillus 
ref |NR_028876.1 
eae; 
ref|NR_028859.1 
8 739471 Herbas 


alobacteraceae; 
ref |NR_028836.1 


aceae; Cellvibri 
ref|NR_028815.1 


; Kaistella. 
ref|NR_028800.1 
822620 824161 
deriales; 
ref |NR_028786.1 


teriaceae; 
ref|NR_028770.1 


aceae; Xanthomon 
ref|NR_028703.1 

964933 966480 
; Vibrionales; 


ref|NR_028689.1 
5 Acholeplasma 


265678386 


ref|NR_028688.1 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 
Pseudomonas. 


Chitinimonas 


2 392023 Chitinimonas taiwanensis 


Chitinimonas. 
Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


ref|NR_029064.1| Croceibacter 
443005 444493 Croceibacter 
es; Flavobacteriaceae; Croceibacter. 
ref |NR_029063.1] Pseudomonas 
444544 446074 Pseudomonas 


Pseudomonadaceae; 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 
Inquilinus. 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 
Pseudomonas. 


Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 
Hydrogenophaga. 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


raceae; Roseomonas. 
ref |NR_028983.1]| Roseomonas 
560822 562307 Roseomonas 


etobacteraceae; 


Thermovibrio ruber 


5 604369 Thermovibrio ruber Bacteria; 


Dermatophilus chelonae 
chelonae Bacteria; 


; Dermatophilaceae; Dermatophilus. 


Paenibacillus odorifer 
odorifer Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
Aminobacter. 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Cupriavidus 
Cupriavidus 


Burkholderiaceae; Cupriavidus. 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 
Samsonia. 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Salinivibrio costicola 
Salinivibrio costicola 


Vibrionaceae; 


Acholeplasma vituli 


vituli Bacteria; 


Citrobacter murliniae 


986336 987865 Citrobacter murliniae 


392140 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; G 


392140 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; G 


392140 Bacteria_16S 


strain DO 14784 1 
Proteobacteria; G 


392140 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


392140 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


392140 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


392140 Bacteria_16S 


strain W1-2B 16S 
Proteobacteria; A 


392140 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


392140 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


392140 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


392140 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


392140 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


392140 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


392140 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


392140 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


392140 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


392140 Bacteria_16S 


strain DSM 12798 
Actinobacteria; A 


392140 Bacteria_16S 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


392140 Bacteria_16S 


keratiniphila sub 


Actinomycetales; 


392140 Bacteria_16S 


strain DSM 44222 
Actinobacteria; A 


392140 Bacteria_16S 


strain 95Al 16S r 
Proteobacteria; G 


392140 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


987953 987918 4 39 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
989533 989498 4 39 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
991104 991069 4 39 gi 


gi 


265678385 


987916 98944 


Enterobac 
265678384 


989496 99101 


Enterobac 
265678383 


6S ribosomal RNA, partial sequence 991068 99256 


ammaproteobacteria; Enterobacteriales; 
1001876 1001841 4 39 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1035277 1035242 4 39 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1036823 1036788 4 39 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1068744 1068709 4 39 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1088144 1088109 4 39 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1237961 1237930 4 35 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1239477 1239446 4 35 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1266466 1266431 4 39 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1489300 1489277 1 24 gi 

16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1507198 1507163 4 39 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


1564442 1564413 9 38 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1565977 1565948 9 38 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1567512 1567483 9 38 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1604343 1604316 1 28 


Leptot 
gi 


Leptot 
gi 


Enterobac 
265678376 


1001834 10033 


ocyclaceae 
265678354 


1035238 10367 


alobactera 
265678353 


1036784 10382 


mamonadace 
265678331 


1068707 10701 


aulobacter 
265678317 
ence 10881 
nadales; P 
219878163 
sequence 

ria; Rhizo 
219878162 
equence 

ia; Rhizob 


219846423 


1266430 12679 


alobactera 
219846947 
14892 
ales; Cory 
219846303 
mplete seq 
proteobact 


219846059 
uence 

eriales; F 
219846058 


1565947 15674 


richia. 
219846057 


1567482 15689 


richia. 
219878474 


16S ribosomal RNA, partial sequence 1604315 16058 


ctinobacteridae; Actinomycetales; Micr 
1674151 1674128 1 24 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1675650 1675627 1 24 gi 
sp. nogabecina strain DSM 44586 16S ri 


Pseudonocardineae; 
1727546 1727523 1 


Pseudonocardiaceae; 
24 gi 


ococcineae 
219878425 
sequence 

Actinomyc 


219878424 
bosomal RN. 


Amycolato 
219878389 


16S ribosomal RNA, partial sequence 1727522 17290 


ctinobacteridae; Actinomycetales; Cory 
1961690 1961655 4 39 gi 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
2170392 2170357 4 39 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


392140 Bacteria_16S 


strain NCIMB 8633 


2171936 2171901 4 39 gi 
16S ribosomal RNA, partial sequence 


nebacterin 
219878220 


1961654 19631 


steurellac 
219857621 

21703 

seudomonad 


teri 


teri 


teri 


ceae 


bial 


ceae 


neba 


uenc 
eria 


usob 


etal 


A, Pp 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
psis 


eae; 


eae; 


219857620 
21719 


ref|NR_028687.1| Citrobacter braakii 

5 Citrobacter braakii Bacteria; 

aceae; Citrobacter. 

ref|NR_028686.1| Citrobacter sedlakii 
7 Citrobacter sedlakii Bacteria; 
aceae; Citrobacter. 

ref|NR_028685.1| Citrobacter rodentium 
3 Citrobacter rodentium Bacteria; 
aceae; Citrobacter. 

ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 

; Azovibrio. 
ref|NR_028656.1| Herbaspirillum putei 
33 Herbaspirillum putei Bacteria; 

; Herbaspirillum. 
ref|NR_028655.1| Curvibacter gracilis 
67 Curvibacter gracilis Bacteria; 
ae; Curvibacter 
ref|NR_028633.1| Brevundimonas nasdae 
33 Brevundimonas nasdae Bacteria; 
aceae; Brevundimonas. 
ref|NR_028619.1| Pseudomonas 
07 1089634 Pseudomonas psychrophila 
seudomonadaceae; Pseudomonas. 
ref|NR_025302.1| Aminobacter 
1237929 1239394 Aminobacter 

es; Phyllobacteriaceae; Aminobacter. 
ref|NR_025301.1| Aminobacter 
1239445 1240914 Aminobacter 
iales; Phyllobacteriaceae; Aminobacter. 
ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 

; Massilia. 
ref |NR_026539.1 
76 1490698 Coryne 
cterineae; C 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 
ref|NR_025893.1 
e 150715 
Neisserial 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


, 


ref|NR_025649.1 
1564412 156589 
acteriaceae; 


ref |NR_025648.1 
31 Leptotrichia 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Leptotrichia shahii 
shahii Bacteria; 


ref|NR_025647.1 
67 Leptotrichia 


Leptotrichia hofstadii 
hofstadii Bacteria; 


ref|NR_025613.1] Arthrobacter mysorens 
05 Arthrobacter mysorens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_025564.1| Amycolatopsis 

1674127 1675575 Amycolatopsis 
es; Pseudonocardineae; 


, 


ref|NR_025563.1 


artial seque 


Amycolatopsis 
nce 1675626 1677096 


ref|NR_025528.1 
13 Mycobacterium 


Mycobacterium pulveris 
pulveris Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_025359.1| Pasteurella skyensis 
86 Pasteurella skyensis Bacteria; 
Pasteurella 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibrio. 

ref|NR_025209.1| Cellvibrio vulgaris 
00 2173400 Cellvibrio vulgaris Bacteria; 


Cellvibrio fulvus 
brio fulvus Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


392140 Bacteria_16S 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequ 
taiwanensis Bacte 
Pseudoxanthomonas. 
392140 Bacteria_16S 
strain Pl 16S ribosomal RNA, partial sequence 


Proteobacteria; 


392140 Bacteria_16S 


strain 63287 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
392140 Bacteria_16S 


galactanivorans s 


galactanivorans Bacteria; 
392140 Bacteria_16S 
frigidarium strain A2i 16S ribosomal RNA, partial sequenc 


Bacteria; Bactero 


392140 Bacteria_16S 


selangorensis str 


2183964 2183929 4 39 gi 


ria; Proteobacteria; Gammaproteobacter 


2267740 2267709 4 35 gi 


2391922 2391887 4 39 gi 
train Dsij 16S ribosomal RNA, partial 
Bacteroidetes; Flavobacteria; 
2432984 2432949 4 39 gi 


idetes; Flavobacteria; Flavobacteriale 
2616659 2616636 1 24 gi 
ain LMG 17710 16S ribosomal RNA, parti 


Ss; 


al 


ia; 


rh 


219857609 


ence 


219857554 
2267708 22692 


e 


Xanthomonadales; 


izobiace 
219857465 
sequence 
Flavobacteria 
219857432 
24329 
Flavobacter 
219857254 
sequenc 


NR_025198.1| Pseudoxanthomonas 
183928 2185466 Pseudoxanthomonas 
Xanthomonadaceae; 


ref 


ND 


ref|NR_025142.1| Desulfofaba hansenii 
26 Desulfofaba hansenii Bacteria; 


Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 
2299479 2299448 4 35 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 


ae; Bosea. 
ref|NR_025053.1| Zobellia 

2391886 2393368 Zobellia 
les; Flavobacteriaceae; Zobellia. 
ref|NR_025020.1| Flavobacterium 
48 2434422 Flavobacterium frigidarium 
iaceae; Flavobacterium. 
ref|NR_024885.1| Paralactobacillus 
e 2616635 2618129 Paralactobacillus 


selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

392140 Bacteria_16S 2639536 2639513 1 24 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
392140 Bacteria_16S 2748971 2748936 4 39 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

392140 Bacteria_16S 2999891 2999868 1 24 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 


strain DSM 3670 1 
Firmicutes; Bacil 


392140 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


392140 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


392140 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


392140 Bacteria_16S 


strain DSM 11363 
Proteobacteria; 


392140 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


392140 Bacteria_16S 


strain 1A-C 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
392140 Bacteria_16S 


strain DSM 4954 1 


strain NCTC 83785 
Bacteria; Proteob 


392140 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


392140 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


392140 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


392140 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


392140 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


lales; Bacillaceae; Geobacillus. 


3001457 3001434 1 24 gi 


ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Lept 
3310105 3310082 1 24 gi 
ibosomal RNA, partial sequence 


3474999 3474976 1 24 


gi 


3626824 3626789 4 39 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3717877 3717842 4 39 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


le 


eq 
a; 


3809213 3809178 4 39 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3815436 3815401 4 39 gi 
rain R3 16S ribosomal RNA, partial seque 
cteria; Proteobacteria; Gammaproteobacte 


gi 


se 


3887066 3887031 4 39 gi 
n Gottingen 1488-6 16S ribosomal RNA, 

ria; Proteobacteria; Betaproteobacteri 
3888605 3888570 4 39 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 


pa 
a; 


er 


392140 Bacteria_16S 


UB-38 16S ribosom 


6S ribosomal RNA, partial sequence 2999867 30013 


219846922 


3268876 32703 


othrix. 


219846713 
3310081 33114 
occineae; 
219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
392140 Bacteria_16S 


Ss; 


uence 


219846356 
3809177 38107 
udomonadaceae; 
219846352 


nce 
ria; 


219846304 
rtial sequen 
Neisser 
219846302 
3888563 38900 


iaceae; 


3890141 3890106 4 39 gi 
al RNA, partial sequence 


219846301 
3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 


Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 


bacterineae; 
219846487 
36267 
Neiss 
219846424 


Chromat 


Chromat 


82 Geobacillus pallidus Bacteria; 


ref|NR_026514.1| Brevibacillus 


n BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
tes; Bacillales; Paenibacillaceae; Brevibacillus. 
3025542 3025511 4 35 gi|219846906|ref|NR_026498.1| Phenylobacterium 
16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
3156984 3156953 1 32 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
ia; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 
3176667 3176632 4 39 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
3268913 3268878 4 39 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


ref|NR_026305.1| Georgenia muralis 
97 Georgenia muralis Bacteria; 
Bogoriellaceae; Georgenia. 
ref|NR_026184.1| Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 
Nocardiaceae; Rhodococcus. 
ref|NR_026079.1| Neisseria gonorrhoeae 
80 3628323 Neisseria gonorrhoeae 
eriaceae; Neisseria. 
ref|NR_026015.1| Halothiobacillus 
3717841 3719344 Halothiobacillus 
iales; Halothiobacillaceae; 


ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
Pseudomonas. 

NR_025943.1| Halothiobacillus 
815400 3816903 Halothiobacillus 
iales; Halothiobacillaceae; 


ref 
3 


ref|NR_025894.1| Vitreoscilla 

ce 3887024 3888512 Vitreoscilla 
iales; Neisseriaceae; Vitreoscilla. 
ref|NR_025892.1| Neisseria flavescens 
48 Neisseria flavescens Bacteria; 
Neisseria. 


ref |NR_025891.1 


Kingella oralis strain 


392140 Bacteria_16S 3950323 3950288 4 39 gi|219846258|ref|NR_025848.1 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 39517 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
392140 Bacteria_16S 4121560 4121525 4 39 gi|219846135|ref|NR_025725.1 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 412305 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rho 
Petrobacter. 

392140 Bacteria_16S 6076 6043 4 38 gi|265679059|ref|NR_029367.1 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
392140 Bacteria_16S 112070 112044 1 27 gi| 265678987 |ref|NR_029295.1 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 11359 

Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntroph 
392140 Bacteria_16S 113668 113642 1 27 gi| 265678986 |ref|NR_029294.1 
strain DM-2 16S ribosomal RNA, partial sequence 113641 11518 

Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntroph 
392140 Bacteria_16S 199012 198986 1 27 gi|265678930|ref|NR_029238.1 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; P 
Pelobacter. 

392140 Bacteria_16S 217641 217607 4 38 gi| 265678917 |ref|NR_029225.1 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Plancto: 
Planctomyces. 

392140 Bacteria_16S 288861 288827 5 39 gi| 265678867 |ref|NR_029173.1 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordet 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
392140 Bacteria_16S 429162 429132 1 31 gi|265678768|ref|NR_029073.1 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 


halotolerans Bac 
Nesterenkonia. 


392140 Bacteria_ 


phoeniculicola s 


phoeniculicola Bacteria; 
392140 Bacteria_ 
australiensis str 
australiensis Bac 


Quatrionicoccus. 


392140 Bacteria_ 


strain Kll1 16S r 
Proteobacteria; 


392140 Bacteria_ 


odorimutans stra 


odorimutans Bacte 


Anaerovorax. 


392140 Bacteria_ 


frederiksbergens 
frederiksbergens 
Pseudomonas. 


392140 Bacteria_ 


indolicum strain 
Bacteria; 


ferriphilum stra 
Bacteria; Nitros 


392140 Bacteria_ 


cyclicum strain 
Bacteria; 


Desulfobacca. 


392140 Bacteria_ 


strain DB21MT-5 
Proteobacteria; 


392140 Bacteria_ 
13501 16S ribosomal RNA, 


Proteobacteria; 


392140 Bacteria_ 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 


Proteob 
392140 Bacteria_ 


Proteob 
392140 Bacteria_ 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 
acetoxidans Bacte 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
16S 473614 473592 1 23 gi|265678735|ref|NR_029040.1 
train JLB-1 16S ribosomal RNA, partial sequence 473588 475066 


Firmicutes; Lactobacillales; E 
481206 481172 4 38 gi 
ain Ben 117 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 


16S 


16S 533269 533235 5 39 
ibosomal RNA, partial sequence 


gi 


16S 663725 663699 1 27 


gi 


ria; Firmicutes; Clostridia; Clostridi 
16S 671329 671295 4 38 gi 
is strain JAJ28 16S ribosomal RNA, part 
is Bacteria; Proteobacteria; 
16S 684806 684776 1 31 gi 
acteria; Deltaproteobacteria; Desulfob 
16S 795067 795041 1 27 gi 
in P3a 16S ribosomal RNA, partial seque 
p 
16S 813599 813567 4 36 gi 
ALM1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
16S 1026123 1026089 1 35 gi 
ria; Proteobacteria; Deltaproteobacter 
16S 
1 


1110806 11107725 39 gi 


16S 1192492 11924585 


complete sequence 


39 gi 


16S 1337673 1337639 5 39 


gi 


nterococca 

265678730 
sequence 

ria; 


265678696 
533233 53475 
Betaproteobacteria; Burkholderiales; Comamonadace 
265678606 
in NorPut 16S ribosomal RNA, partial sequence 
ales; 


265678601 
ial sequen 
Gammaproteobacteria; 


265678592 
In04 16S ribosomal RNA, partial sequence 
acterales; 
265678515 
nce 
irae; Nitrospirales; Nitrospiraceae; Leptospiril 
265678503 
e 
hales; 
265678360 


ia; 


265678301 
6S ribosomal RNA, partial sequence 111077111122 
Gammaproteobacteria; Alteromonadales; Moritellace 
228715722 
1192457 1193978 Bordetell 
Betaproteobacteria; Burkholderiales; Alcaligenace 
228721484 


ref 
Rhodocycl 
ref 


ae; 


Clos 


ref 


ref 
68477 
Des 
ref 
79504 
lum. 
ref 
81355 
Pis 
ref 


Syntrophob 
ref 


ae; 
ref 


ae; 
ref 


ceae; 


481171 48264 


663698 66518 
trid 


ce 671276 67277 
Pseudomonadale 


4 686292 Desul 


0 796555 Lepto 


9 815058 Thioa 
cirickettsiaceae 


Enterococc 
NR_029035.1 
7 
c 


ales; Rhodo 


NR_029001.1 


Ottowia. 
NR_028911.1 
5 
iales Famil 


NR_028906.1 
8 
s 


NR_028897.1 
£ 
ulfobacterac 
NR_028818.1 
s 


NR_028806.1 
1 


NR_028662.1 


1026088 102759 


acterales; S 
NR_028602.1 


Moritella. 
NR_027537.1 


Bordetella. 


y 


a hinzii LMG 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Pelobacter 
Pelobacter 
elobacteraceae; 


Planctomyces 
Planctomyces 
mycetaceae; 


Bordetella holmesii 
ella holmesii Bacteria; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Enterococcus 
Enterococcus 
us. 
Quatrionicoccus 
Quatrionicoccus 
yclaceae; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Pseudomonas 
Pseudomonas 
; Pseudomonadaceae; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Leptospirillum 
pirillum ferriphilum 


Thioalkalimicrobium 

kalimicrobium cyclicum 
; Thioalkalimicrobium. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Bordetella hinzii LMG 
13501 Bacteria; 


NR_027607.1 


Cupriavidus 


1337638 1339130 Cupriavidus 


metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Cupriavidus. 


392140 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


392140 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


392140 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


392140 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


392140 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


392140 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


392140 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


392140 Bacteria_16S 


strain 4-0 16S ri 
Actinobacteria; A 


392140 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


392140 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


392140 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


392140 Bacteria_16S 


strain CCUG 41706 
Actinobacteria; A 


392140 Bacteria_16S 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


392140 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


392140 Bacteria_16S 


avidum strain DSM 
Bacteria; Actinob 


Propionibacterium. 
392140 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


392140 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


392140 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


392140 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


392140 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


392140 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


1340704 1340675 1 30 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1354504 1354470 4 38 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


nc 
Pe 


ar 


1368016 1367978 1 39 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1490776 1490750 1 27 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1570512 1570478 4 38 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1738183 1738161 1 23 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1770095 1770073 1 23 gi 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

1780697 1780671 1 27 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1890527 1890505 4 26 gi 


en 
ib 
os 


al 
te 


al 


a 

qu 
in 
gi 


oc 


Bacillus. 
39 


lales; Bacillaceae; 


1896745 18967115 gi 
etaproteobacteria; Burkholderiales; Alca 
1902649 1902627 1 23 gi 


bosomal RNA, partial sequence 


osomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
2439030 2438996 5 39 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


s 
er 


2493426 2493404 1 23 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2547400 2547375 1 26 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2605761 2605723 1 39 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2613508 2613470 1 39 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


ue 
e; 


oc 
ne 


ib 


, 


392140 Bacteria_16S 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 


228721140 


228720264 
mmaproteob 


228718692 


219846902 


219878156 


219878382 


219878357 


219878349 
1780670 17821 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


219878265 
16S ribosomal RNA, partial sequence 1896710 18982 


219878261 
1902626 19040 


bacillales; Aerococcaceae; Facklamia. 
1951186 1951164 1 23 gi| 219878227 |ref|NR_025366.1 
16S ribosomal RNA, partial sequence 1951163 1952590 Actino: 
ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
2076274 2076252 1 23 gi| 219878138 |ref|NR_025277.1 
n DSM 43307 16S ribosomal RNA, partial sequence 2076251 207775 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
eae; Propionibacterium. 
2079394 2079372 1 23 gi| 219878136 |ref|NR_025275.1 
in DSM 4903 16S ribosomal RNA, partial sequence 2079371 208087 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
eae; Propionimicrobium. 
2080946 2080924 1 23 gi|219878135|ref|NR_025274.1 
4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propio 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
2287459 2287435 4 28 gi|219857540|ref|NR_025128.1 


2287434 22889 


219857428 


219857387 


219857345 


219857264 


219857256 
2613469 26150 


ref|NR_027603.1 
74 1342203 Desulf 
ceae; Desulfito 
ref|NR_027590.1 
uence 135446 
acte 


ria; Vibrion 


e 13406 
ptococca 


tial seq 


ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025521.1 
e 1738160 173968 
cetales; Actino 


ce 13679 
rionales 


14907 
tridiace 


sequenc 
ria; Aer 


sequenc 
Actinomy 


ref|NR_025496.1 
1770072 177148 
Corynebacter 


ence 
omycetales; 


ref |NR_025488.1 


occineae; Mi 


ref 


crococcacea 
NR_025409.1 


ref |NR_025404.1 


Bordetella. 
NR_025400.1 


ligenaceae; 


ref 


aceae; Mesoplasma. 
ref |NR_025016.1 
2438995 244052 


ylococcales; Met 


equence 
ia; Meth 


ref|NR_024975.1 
nce 2493400 249486 
Actinomycetales; Microc 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 


25473 
caceae; 


e 26057 
rionales 


Desulfov 


2816838 2816800 1 39 gi 


219856912 


b 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Clostridium 

idium saccharolyticum 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 

Actinomyces 
1 Actinomyces 


mycineae; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
e: 


Citricoccus. 
Bacillus psychrodurans 


v 


89 Bacillus psychrodurans Bacteria; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Propionibacterium 

6 Propionibacterium 

bacterineae; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Propionibacterium 
nibacterium avidum 


Propionibacteriaceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Desulfovibrio 

ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 


ref |NR_024733.1 
2816799 281828 


Coprobacillus 
3 Coprobacillus 


cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 


Coprobacillus. 
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Gluconobacter. 


392140 Bacteria_ 
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Gluconacetobacter 
392140 Bacteria_ 
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pasteurianus Bac 
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392140 Bacteria_ 
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392140 Bacteria_ 
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392140 Bacteria_ 


strain DSK1 16S 
Proteobacteria; 


392140 Bacteria_ 


strain R18165 16 
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392140 Bacteria_ 


orbiscindens str 
Bacteria; Firmic 


392140 Bacteria_ 


strain HO14 16S 
Spirochaetes; Sp 


392140 Bacteria_ 
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lavamentivorans 
Parvibaculum. 


392140 Bacteria_ 


subsp. rosea str 


Clostridia; 
392140 Bacteria_ 
europaeus strain DES11 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 
392140 Bacteria_ 
hortensis strain HKI 0125 16S ribosomal RNA, partial se 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Act 
Intrasporangiaceae; Ornithinicoccus. 
392140 Bacteria_ 
frateurii strain 
frateurii Bacteri 


Proteob 
Acetobacter subge 
392140 Bacteria_ 


16S 2845705 2845679 1 27 gi 
97 16S ribosomal RNA, partial sequence 

Clostridiales; Clostridiales Fa 
3003032 3002998 4 38 gi 


219856893 
28456 
mily XIII. 
219846921 
nce 30029 
rillales; 
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quence 
inomycet 


16S 


16S 3045383 3045361 1 23 gi 


16S 3417927 3417893 4 38 gi| 219846632 
IFO 3264 16S ribosomal RNA, partial sequence 

a; Proteobacteria; Alphaproteobacteria; Rhodospi 
16S 3554220 3554186 4 38 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


219846540 
1 sequence 
t ria; Rhodo 
219846529 
equence 


rillales; 


16S 3569348 3569314 4 38 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 
16S 3573898 3573864 4 38 gi| 219846526 
16S ribosomal RNA, partial sequence 3573863 35753 


’ 
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66 2847142 Mogiba 
Incertae Sedis; 
ref |NR_026513.1 
97 3004478 Glucon 
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ref |NR_026483.1 
3045360 304685 
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v 


ref |NR_026224.1 
3417892 341936 
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illales 


NR_026121.1 
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Acetobacteraceae 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref |NR_026107.1 
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ref|NR_026077.1 
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ref 
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NR_026076.1 


raceae; Geobacte 
ref|NR_026025.1 
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ref|NR_025950.1 
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ref|NR_025949.1 
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ref|NR_025908.1 
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ref|NR_025889.1 
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ref 
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ref |NR_029356.1 

24226 Clostr 
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381306 382756 
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Alphaproteobacteria; Rhodospirillales; Acetobacte 
16S 3590705 3590671 4 38 gi|219846515 
in LMD 22.1 16S ribosomal RNA, partial sequence 

teria; Proteobacteria; Alphaproteobacteria; Rhodo 
16S 3629988 3629962 1 27 gi|219846485 

ribosomal RNA, partial sequence 3629961 36314 

Deltaproteobacteria; Desulfuromonadales; Geobacte 
16S 3631513 3631487 1 27 gi|219846484 
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16S 3702950 3702916 5 39 gi| 219846434 
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60 Geobacter bremensis Bacteria; 


rs 
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7 Borrelia japonica Bacteria; 


up. 
Parvibaculum 
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ref |NR_029072.1 
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Roseomonas gilardii 
Roseomonas gilardii 


subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Roseomonas. 


392140 Bacteria_16S 713381 713360 1 22 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
392140 Bacteria_16S 878640 878615 1 26 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
Prochlorococcaceae; Prochlorococcus. 
392140 Bacteria_16S 1047595 1047574 1 22 gi|265678346|ref|NR_028648.1| Micromonospora eburnea 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 1049049 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
392140 Bacteria_16S 1122974 1122945 5 34 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
392140 Bacteria_16S 1147141 11471161 26 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
392140 Bacteria_16S 1195591 1195566 1 26 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 
392140 Bacteria_16S 1486256 1486231 4 29 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
392140 Bacteria_16S 1631446 1631421 1 26 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 
392140 Bacteria_16S 1677169 1677148 1 22 gi|219878423|ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
392140 Bacteria_16S 1692412 1692387 1 26 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
392140 Bacteria_16S 1742853 1742832 1 22 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 
392140 Bacteria_16S 1788059 1788038 1 22 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 
392140 Bacteria_16S 1847785 1847764 1 22 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
392140 Bacteria_16S 1895175 1895146 1 30 gi|219878267|ref|NR_025406.1| Desulfococcus biacutus 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfococcus. 
392140 Bacteria_16S 1901182 1901161 1 22 gi|219878262|ref|NR_025401.1]| Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
392140 Bacteria_16S 1938840 1938811 4 33 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 
392140 Bacteria_16S 1976803 1976774 1 30 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
392140 Bacteria_16S 2329729 2329696 4 37 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
392140 Bacteria_16S 2654689 2654668 1 22 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
392140 Bacteria_16S 2695040 2695011 4 33 gi|219857191|ref|NR_024819.1| Saccharibacter 


floricola strain S-877 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
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sticus. 
Schlegelella 


thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

392140 Bacteria_16S 68208 68188 1 21 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

392140 Bacteria_16S 69658 69638 1 21 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

392140 Bacteria_16S 101462 101442 1 21 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

392140 Bacteria_16S 124374 124350 3 27 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

392140 Bacteria_16S 370691 370667 4 28 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

392140 Bacteria_16S 625807 625777 9 39 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 


strain GraTa 2 1 
Fusobacteria; Fu 


392140 Bacteria_ 


strain 520-20 16 
Proteobacteria; 


392140 Bacteria_ 
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392140 Bacteria_ 
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2678717 2678697 1 21 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; 


2928553 2928529 4 28 gi 


506 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
392140 Bacteria_16S 


eria; Actinobacteria; Actinobacteridae; 


Streptococ 
219878315 
1830898 18324 
ct 
219878308 
ain DSM 10667 16S ribosomal RNA, partial 
ct 
219878268 
equence 


a; 


al 


AL3 16S ribosomal RNA, partial sequence 


ha 


se 
te 


se 
te 


se 


Bacillace 
219856837 
16S ribosomal RNA, partial sequence 2928528 29299 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylo 


392140 Bacteria_16S 
antarctica strain 
antarctica Bacter 
Nocardioidaceae; 
392140 Bacteria_16S 
strain S369-98-1 
Lacto 
392140 Bacteria_16S 
oxalivorans strai 
oxalivorans Bacte 
392140 Bacteria_16S 
oxalaticus strain 
Firmicu 
392140 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Hyphomicrobium. 
392140 Bacteria_16S 
strain M408/89/1 


Firmicutes; 


Bacteria; 


2969359 2969339 1 21 


gi 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


3063672 3063652 1 21 


gi 
bacillales; Streptococcaceae; Streptoc 
3120665 3120645 1 21 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; 
3122212 31221921 


21 gi 


tes; Bacillales; 


3123763 3123739 4 28 gi 


3201085 3201065 1 21 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 
392140 Bacteria_16S 
muriaticus strain 
Firmicu 
392140 Bacteria_16S 


Bacteria; 


3896352 3896332 1 21 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
4071572 4071552 1 21 gi 


Ac 


oc 


RAOx1 16S ribosomal RNA, partial sequen 
Paenibacillaceae; Aneur 
219846839 
ain DSM 1869 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacter 


ne 


ce 
Au 


224581430 


hermaceae; 
219846103 
ti 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; 


219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
ne 
219878380 
16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
392140 Bacteria_16S 
strain ATCC 19645 
Lactobacillales; 
392140 Bacteria_16S 
strain VenChi2 16 
Fusobacteria; 
392140 Bacteria_16S 
paraplantarum str 
paraplantarum Bac 
392140 Bacteria_16S 
norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 
392140 Bacteria_16S 
urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 
392140 Bacteria_16S 
aerophilum strain 
Proteob 
392140 Bacteria_16S 
thivervalensis st 
thivervalensis Ba 


pt 
219878377 


219878225 


219857404 


219857363 


219857362 


219857203 


219846944 
AA-1042 16S ribosomal RNA, partial sequ 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 
219846841 


eq 
Paenibacill 


219846787 
16S ribosomal RNA, partial sequence 3201064 32024 


219846297 


14361 


al seque 


bacterin 


osporang 
17443 

cus. 

er. 


sequenc 
obacilla 


Desulfo 


sequenc 
Actinomy 


24679 
les; Pis 
quence 


ria; Pse 


quence 
ria; Pse 


quence 
ae; Lent 
cystacea 


ence 
tinomyce 


cus. 


uence 
aceae; 


ce 31221 
inibacil 
sequence 


ia; Rhiz 


bacterin 


38963 
etrageno 


219846171 


ref 


Oce 
ref 
nce 


Actinomycetales; 


ref 


eae; 
ref 


inea 


ref 


ref 


ref 


ceae 
ref 


vibr 


ref 


ceta 


ref 


ciri 
ref 


ref 


ibac 
ref 


e; T 
ref 


tale 


ref 


ref 


ref 


lus 
ref 


Ww 


obia 


36 1437633 Oceani 


19 Mycobacterium 


36 Nocardiopsis 


69 1745812 Strept 


e 1840072 184157 


1893578 189509 


e 1954098 195552 


28 2469361 Thioal 


2520665 252209 
udomonadales; Ps 


2522145 252361 
udomonadales; Ps 


2678696 268021 


56 Terasakiella 


2969338 297081 


27 Streptococcus 


3120644 312214 
Aneur 
219846840 
91 3123687 Ammoni 


123738 312518 


NR_027212.1 
anithermus. 
NR_025693.1 

156296 
Pseudon 


NR_025527.1 


Mycobacteri 
NR_025519.1 


e; Nocardiop 
NR_025516.1 


NR_025454.1 


NR_025447.1 


; Lactobacil 
NR_025407.1 


ionales; Des 
NR_025364.1 
les; 


NR_024992.1 


ckettsiaceae 
NR_024951.1 


NR_024950.1 


NR_024831.1 


illus. 
NR_024656.1 


erasakiella. 
NR_026536.1 


s; Propionib 


NR_026471.1 


NR_026433.1 


inibacillus 
NR_026432.1 


group; Ammon 
NR_026431.1 


les; Hyphomi 


ref 


eae; 


ref 


Ccocc 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 


31 3897842 Tetrag 


NR_026379.1 
Corynebacte 
NR_025887.1 


us. 


ref 


Oceanithermus 
thermus profundus 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Streptococcus ratti 
ococcus ratti Bacteria; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Lactobacillus 
3 Lactobacillus 
lus. 
Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Thioalkalimicrobium 

kalimicrobium aerophilum 

; Thioalkalimicrobium. 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Lentibacillus 
9 Lentibacillus 


Terasakiella pusilla 


pusilla Bacteria; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Streptococcus ovis 
ovis Bacteria; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Tetragenococcus 
enococcus muriaticus 


NR_025761.1 


Soehngenia 


4071551 4073044 Soehngenia 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 


392140 Bacteria_16S 4229875 4229851 1 


thermobenzoicum subsp. thermosyntrophicum strain TPO 16 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Desulfotomaculum. 


Clostridiales; Peptococcaceae; 
392140 Fungi_16S 40 2 1 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 


392140 Fungi_16S 6203 6165 aL 


25 


39 


39 


strain YZ-96 16S ribosomal RNA, partial sequence 


Actinobacteria; 


392140 Fungi_16S 4647 4617 1 


strain IFM 10084 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 
392140 Fungi_16S 


10672 10640 1 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
394452 Bacteria_16S 3918835 3918790 1 
strain ATCC 19812 16S ribosomal RNA, 


394452 Bacteria_16S 
strain ATCC 25495 


3920415 39203701 


Streptomyces. 


394452 Bacteria_16S 3921996 3921951 1 


eurythermus strain ATCC 14975 16S ribosomal RNA, 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 3923577 3923532 1 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 3925158 3925113 1 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actin 


Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 3926739 3926694 1 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 3928319 39282741 
strain RL-34 16S ribosomal RNA, 


394452 Bacteria_16S 2246085 2246041 1 


Actinobacteridae; Actinomycetales; Cory 


31 


33 


46 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


46 


16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


46 


46 


46 


46 


46 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


45 


complete 


complete 


gi 


gi 
1514 


gi| 265678348 
6163 7670 


265678349 
6112 


gi 


gi] 219857175 


gi|219846281 


gi|219846280 


219846279 


gi 


gi|219846278 


complete sequence 
Actinomycet 


gi|219846277 


219846276 
sequence 


gi 


gi| 219846275 


3928271 39298 
Streptomycineae; S 


gi| 219857568 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 2247661 2247617 1 


45 


gi|219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


luridiscabiei Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 968028 967986 1 


43 


gi| 265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
394452 Bacteria_16S 2842598 2842556 1 
cineracea strain 


Streptomycetaceae; Kitasatospora. 
394452 Bacteria_16S 827255 827214 1 


strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


Firmicutes; Clostridia; 
394452 Bacteria_16S 

strain ATCC 43541 
Firmicutes; Clostridia; 
394452 Bacteria_16S 


828829 828788 1 


225172 225132 1 


SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


43 


gi| 219856895 


complete sequence 


42 


42 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


41 


strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


394452 Bacteria_16S 228185 228145 1 


41 


strain 47001 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Cory 


gi|265678494 


gi| 265678493 


gi|265678912 


225125 22658 
nebacterineae; 


gi| 265678910 


219846048 
S ribosoma 
265678352 


nebacterineae; 


nebacterineae; 


nebacterineae; 


sequenc 


39187 
Streptomycineae; S 


39203 
Stre 


sequenc 
Actinomycetal 


complete 


82720 
Selenomonas. 


82878 
Selenomonas. 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


e 10639 
Actinomycetales; 


67 3921897 Strep 
ptomycineae; 


e 3921948 392347 


sequence 392511 


3926691 392822 
Actinomyceta 


00 Streptomyces 


2246040 224756 
Actinomycet 


2247616 224914 
e; Actinomycet 


967981 969477 
Actinomyce 


2842551 284406 


1 Mycobacterium 


NR_025638.1 


1 RNA, partial sequence 


NR_028654.1 


NR_028650.1 


NR_028651.1 


NR_024803.1 
12137 


NR_025871.1 


NR_025870.1 


NR_025869.1 


es; 


NR_025868.1 

392352 
ales; 
NR_025867.1 
omycetales; 
NR_025866.1 
les; Strepto: 
NR_025865.1 


treptomyceta 
NR_025156.1 


ales; Strept 
NR_025155.1 
ales; Strept 
NR_028700.1 
tales; Strep 
NR_024714.1 
; Streptomyc 


NR_028797.1 


NR_028796.1 


NR_029220.1 


Mycobacteri 


ref 


Incertae Sedis; 


Desulfotomaculum 
4229850 4231400 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
Nocardiaceae; Nocardia. 


Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia 
Nocardia 


Corynebacterineae; 


Streptomyces tendae 


87 3920316 Streptomyces tendae Bacteria; 
treptomycetaceae; 


Streptomyces. 
Streptomyces sampsonii 


tomyces sampsonii 
Streptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 


Streptomycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Kitasatospora 
5 Kitasatospora 


ineae; 


Selenomonas infelix 


9 828732 Selenomonas infelix Bacteria; 


Selenomonas noxia 


3 830273 Selenomonas noxia Bacteria; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 


NR_029218.1 


Mycobacterium obuense 


228138 229595 Mycobacterium obuense Bacteria; 


Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


394452 Bacteria_16S 
strain F 628 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
394452 Bacteria_16S 
strain F12 16S ribosomal RNA, partial sequence 
Bacillales; 
394452 Bacteria_1 
holsaticum strain 1406 1 
Bacteria; Actinobacteria; 


Firmicutes; 


Mycobacterium. 


394452 Bacteria_1 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 


montefiorense Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; 


394452 Bacteria_1 


strain MUP 1182 1 
strain V 5-2 16S 
Firmicutes; 
strain NCTC 279 1 
Firmicutes; 


Bacteria; 


Firmicutes; 


394452 Bacteria_16S 


strain McClung 20 
Bacteria; 


beijerinckii stra 


strain IP 2227 16 
Firmicutes; 


394452 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; 


strain 39 16S rib 
Firmicutes; Bacil 


394452 Bacteria_16S 


borstelensis stra 


borstelensis Bacteria; 
394452 Bacteria_16S 
ain NRRL B-24129 16S ribosomal RNA, pa 


kentuckyensis str 
kentuckyensis Bac 


Clostridia; 
394452 Bacteria_16S 


Clostridia; 
394452 Bacteria_16S 
proteolyticum str 
Firmicutes; 
394452 Bacteria_16S 
strain 22 16S rib 
Clostridia; 


Bacillaceae; 
6S 


6S 


Mycobacterium. 
6S 
6S ribosomal RNA, 


6S 


Clostridia; 


Clostridia; 


Firmicutes; 


Bacteria; 


Sedimentibacter. 
394452 Bacteria_16S 


lales; 


Firmicutes; 
436963 436924 


Pseudonocardiaceae; Amycolatopsis. 


394452 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


394452 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


394452 Bacteria_16S 


strain ATCC 35185 
Bacteria; 


maitriensis strai 
Bacteria; Firmicu 


394452 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


394452 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


394452 Bacteria_16S 
strain AS2 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Firmicutes; Lacto 


Firmicutes; 
394452 Bacteria_16S 


lales; Bacillaceae; 


lales; Bacillaceae; 


16S 
Clostridia; 


n Sl 
tes; 


Bacillales; 


lales; 


lales; 
51526 


51488 


bacillales; 


296633 296593 1 


422923 422883 1 


Bacillus. 
616843 616803 1 
6S ribosomal RNA, partial sequence 

Actinobacteridae; Actinomycetales; 


810510 810470 1 


2147624 2147584 1 


153228 153189 1 
ribosomal RNA, partial sequence 

Clostridiales; 
165528 165489 1 
6S ribosomal RNA, partial sequence 165488 16699 

Clostridiales; 
180614 180575 1 
ain CG 16S ribosomal RNA, partial sequ 


200612 200573 1 
osomal RNA, partial sequence 
Clostridiales; 
208395 208356 1 
04 16S ribosomal RNA, partial sequence 
Firmicutes; 
394452 Bacteria_16S 209948 209909 1 
in McCoyA 67 16S ribosomal RNA, partia 
beijerinckii Bacteria; 
394452 Bacteria_16S 211501 211462 1 
S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
328533 328494 1 
strain JW/Z-1 16S ribosomal RNA, parti 


Firmicutes; 


345514 345475 1 
osomal RNA, partial sequence 
Paenibacillaceae; 
346983 346944 1 
in Logan B4029 16S ribosomal RNA, part 
Bacillales; 


1 


teria; Actinobacteria; Actinobacterida 


1006402 1006363 1 
ribosomal RNA, partial sequence 
Bacillus. 

1007855 1007816 1 
osomal RNA, partial sequence 
Bacillus. 
1523782 1523743 1 
ribosomal RNA, partial sequence 


1634570 1634531 1 
16S ribosomal RNA, partial sequence 
Planococcaceae; 
3609011 3608972 1 
16S ribosomal RNA, partial sequence 3608971 36104 

Planococcaceae; 
3610491 3610452 1 
16S ribosomal RNA, partial sequence 
Planococcaceae; 


a 


41 gi 


41 gi 


41 gi 


41 gi 


41 gi 


40 gi 
Clostridiaceae; 
40 gi 


Clostridiaceae; 
40 gi 


ence 18057 
Clostridiales; Clostridiaceae; Clostridium. 
40 gi| 265678929 |ref|NR_029237.1 


Clostridiales Family XI. 
40 gi 


Clostridiales; Clostridiaceae; Clostridium. 
40 gi|265678922|ref|NR_029230.1 
1 sequence 209908 211410 
Clostridia; Clostridiales; Clostridiaceae; Clo 
40 gi|265678921|ref|NR_029229.1 

211461 21296 
Clostridiaceae; Clostridium. 

40 gi| 265678841 |ref|NR_029146.1 
al sequence 328486 329942 
Clostridia; Clostridiales; Clostridiales F 
40 gi| 265678827 |ref|NR_029132.1 


Brevibacillus. 
40 gi 


Paenibacillaceae; Brevibacillus. 
40 gi| 265678763 |ref|NR_029068.1 
rtial sequence 436922 
e; Actinomycetales; Pseudo 
40 gi| 265678373 |ref|NR_028675.1 


1006359 1007 


40 gi 


1007814 1009 


40 gi 


1523 


Clostridiales; Veillonellaceae; 
219878453 


40 gi 
1634 
Planococcus. 
40 gi 
Planococcus. 


40 


gi 

3610 

Planococcus. 
39 


gi 
51487 
Enterococcus. 


5303 


265678862 
296587 29794 
nebacterineae; 
265678772 
422881 42442 


265678640 
61679 
Corynebacterineae; 


265678505 
rtial sequence 
e; Actinomycetales; 


219857636 
complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
394452 Bacteria_1 


nebacterineae; 
265678960 
153188 15467 
Oxobacter. 
265678952 


200572 20203 


265678923 
20835 


345474 34689 


265678826 a 
ial sequence 346943 34836 


265678372 


219857527 


219846499 
219846498 


265679029 


ref|NR_029168.1 
9 Mycobacterium 


ref|NR_029077.1 


ref |NR_028945.1 


ref|NR_028808.1 


810468 
ref|NR_025225.1 
14 Mycobacterium 


ref|NR_029268.1 


ref|NR_029260.1 


ref |NR_029250.1 


Incertae Sedis; 


ref|NR_029231.1 


2 Brevibacillus 


NR_029131.1 
1 


ref 


7 


ref |NR_028674.1 


2 


ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 

ref|NR_025592.1 
30 1635961 Planoc 


q 


5 


ref|NR_026091.1 


ref|NR_026090.1 


451 3611882 Planoc 


Mycobacteri 


Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 

Bacillus algicola 


5 Bacillus algicola Bacteria; 


Mycobacterium 


5 618320 Mycobacterium holsaticum 
Mycobacteriaceae; 


Mycobacterium 
811984 Mycobacterium 


Corynebacterineae; 


Mycobacterium parmense 
parmense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 
Clostridium. 
265678942 


Clostridium 


4 182073 Clostridium proteolyticum 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 
Helcococcus. 


Clostridium sporogenes 


5 209857 Clostridium sporogenes 


Clostridium 
Clostridium 
stridium. 
Clostridium baratii 


8 Clostridium baratii Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Amycolatopsis 
438427 Amycolatopsis 


nocardineae; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Selenomonas sputigena 
monas sputigena 


Planococcus 
occus maitriensis 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


ref|NR_029337.1 


Z 


Enterococcus asini 


Enterococcus asini Bacteria; 


394452 Bacteria_16S 
strain SL-4 16S ribosomal RNA, complete sequence 
Bacillales; 
394452 Bacteria_16S 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 
argentinense Bacteria; 
394452 Bacteria_16S 

strain LC 1 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


Firmicutes; 


394452 Bacteria_16S 


99872 99834 1 39 gi 
998 
Bacillaceae; Halobacillus. 
206840 206802 1 39 gi 
Firmicutes; Clostridia; 

243733 243695 1 39 gi 
243 
Clostridiales; Veillonellaceae; 


245205 245167 1 39 gi 


Clostridiales; 


265678996 


32 101390 Halobacillus 


265678924 


265678899 


Clostridiaceae; 


Halobacillus litoralis 
litoralis Bacteria; 


ref|NR_029304.1 


Clostridium 
Clostridium 
Clostridium. 

NR_029207.1| Megasphaera elsdenii 


ref|NR_029232.1 


ref 


690 245115 Megasphaera elsdenii Bacteria; 


Megasphaera. 


265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 


394452 Bacteria_16S 
thermoamylovorans 
thermoamylovorans 
394452 Bacteria_16S 
XILO1 16S ribosomal RNA, 
Actinobacteridae; 
394452 Bacteria_16S 
xylanilytica strain XIL11 16S ribosomal RNA, 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; 
Cellulomonadaceae; 
394452 Bacteria_16S 
hebeiensis strain 


Bacteria; 


Firmicutes; 
394452 Bacteria_16S 

putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


320730 320692 1 39 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; 
376737 376699 1 39 

complete sequence 


gi 


396619 396581 1 39 gi 


Cellulomonas. 


402820 402782 1 39 gi 


Streptomyces. 
405921 405883 1 39 
ribosomal RNA, complete sequence 


gi 
405 


432236 432198 1 39 gi 
Bacillales; Paenibacillaceae; 


435380 435342 1 39 gi 


Kitasatospora. 


Actinomycetales; 


265678846 
sequence 


Bacillaceae; 


265678803 


376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Microbacteriaceae; 


265678790 


complete sequence 


265678786 


YIM 001 16S ribosomal RNA, partial sequence 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
394452 Bacteria_16S 
strain XILO8 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Xylanibacterium. 
394452 Bacteria_16S 
favisporus strain 


Actinomycetales; 


265678784 
881 40739 


ococcineae; 


265678766 


GMP01 16S ribosomal RNA, partial sequence 43219 
Paenibacillus 


265678764 


sequence 


Actinomycetales; 


ref|NR_029206.1] Rhodococcus 
245166 246646 Rhodococcus 
Corynebacterineae; Nocardiaceae; 


ref|NR_029151.1]| Bacillus 
320691 322234 Bacillus 
Bacillus. 
ref|NR_029108.1| Agromyces ulmi strain 


ulmi Bacteria; Actinobacteria; 
Agromyces. 
ref|NR_029095.1 

396579 398094 


Cellulomonas 
Cellulomonas 
Micrococcineae; 


ref|NR_029091.1 
402781 404300 


Streptomyces 
Streptomyces 
Streptomycineae; 


ref|NR_029089.1| Xylanibacterium ulmi 
3 Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


ref|NR_029071.1| Paenibacillus 

6 433742 Paenibacillus favisporus 

ref|NR_029069.1| Kitasatospora 
435340 436871 Kitasatospora 


Streptomycineae; 


394452 Bacteria_16S 461415 461377 1 39 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
394452 Bacteria_16S 478114 478076 1 39 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

394452 Bacteria_16S 479663 479625 1 39 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

394452 Bacteria_16S 510422 510384 1 39 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

394452 Bacteria_16S 537893 537855 1 39 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 


psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; 
394452 Bacteria_16S 
tuberculostearicum strain Medalle X 16S ribosomal RNA, 
tuberculostearicum Bacteria; Actinobacteria; Actinobact 
Corynebacteriaceae; Corynebacterium. 

394452 Bacteria_16S 
histaminiformans strain MR2 16S ribosomal RNA, partial 
histaminiformans Bacteria; 
394452 Bacteria_16S 
cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 
Promicromonosporaceae; Xylanimonas. 
394452 Bacteria_16S 


Mycobacterium. 
572928 572890 1 39 


gi 


734833 734795 1 39 gi 
Firmicutes; Clostridia; 


781398 781360 1 39 gi 


785967 785929 1 39 gi 


Actin 


265678670 


partial se 
eridae; Ac 


265678558 
sequence 

Clostridiales; 
265678524 


sequence 
Actin 


265678521 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 


beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
394452 Bacteria_16S 
subterraneus strain C21 16S ribosomal RNA, 


Streptomyces. 
801327 801289 1 39 


gi 


265678511 
complete sequence 


omycetales; Corynebacterineae; 
ref|NR_028975.1| Corynebacterium 
quence 572888 574399 Corynebacterium 


tinomycetales; Corynebacterineae; 


ref|NR_028862.1| Allisonella 
734793 736329 Allisonella 

Veillonellaceae; Allisonella. 

ref|NR_028828.1| Xylanimonas 
781358 782875 Xylanimonas 


omycetales; Micrococcineae; 
ref |NR_028825.1 


ps Streptomyces 
785920 787418 


Streptomyces 
Streptomycineae; 


ref|NR_028814.1| Thermaerobacter 
801287 802838 Thermaerobacter 


subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


394452 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


394452 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


394452 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


394452 Bacteria_16S 


VKM Ac-1401 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
394452 Bacteria_16S 932475 932437 1 39 gi| 265678423 |ref|NR_028725.1 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
394452 Bacteria_16S 995742 995704 1 39 gi|265678380|ref|NR_028682.1 
strain B1333 16S ribosomal RNA, complete sequence 995703 99724 

Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

394452 Bacteria_16S 1038358 1038320 1 39 gi|265678352|ref|NR_028654.1 


strain IFM 10035 


strain YZ-96 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
394452 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


394452 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


394452 Bacteria_16S 


strain I-132 16S 
Actinobacteria; A 


394452 Bacteria_16S 


strain I-273 16S 
Actinobacteria; A 


394452 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


394452 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


394452 Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 


Dethiosulfovibrio. 
394452 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
394452 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


394452 Bacteria_16S 


dysgalactiae subs 


884746 884708 1 39 gi 
9 16S ribosomal RNA, partial sequence 


896896 896858 1 39 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
898479 898437 1 


gi 


Enterococ 
43 gi 


ibosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
394452 Bacteria_16S 


1044521 1044483 1 39 
ribosomal RNA, partial sequence 


gi 


1062738 1062700 1 39 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1086571 1086533 1 39 gi 
1 RNA, complete sequence 
laceae; Bacillus. 
1113880 1113842 1 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1115404 1115366 1 39 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1116929 1116891 1 39 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1154615 1154577 1 39 gi 
16S rib 
tes; Bacillales; Bacillaceae; Oceanoba 
1171384 1171346 1 39 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 


39 gi 


Kine 
gi 


Kine 
gi 


1194068 1194030 1 39 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


1319339 1319301 1 39 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1322424 1322386 1 39 gi 
p- dysgalactiae strain ATCC 43078 16S 


acteria; Actinobacteridae; Actinomycet 


265678454 
ales; 


265678446 


896853 89837 


cus. 
265678445 


910794 91228 


265678348 


1044481 10459 
nebacterin 


265678335 
uence 


265678318 


1086532 1088056 Bacil 


265678299 


1113840 11153 
osporiinea 


265678298 


1115364 11168 
osporiinea 


265678297 


1116890 11182 


occus. 


253680753 


osomal RNA, partial sequence 1154576 11561 


cillus. 
228719312 
ence 11713 
istia; 


228715634 
11940 


obact 


228715347 
artia 
ales; 
228715345 
ribosomal 


88470 
Micr 


nebacterin 


acillaceae 


Syn 


erale 


1 seq 
Stap 


ref |NR_028756.1 
1 886196 Ratha 
ococcineae; Mic 


ref|NR_028748.1 
6 Enterococcus 


ref|NR_028747.1 


Y¥C300 16S ribosomal RNA, partial sequence 898427 899962 Paenib 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
910842 910804 1 39 gi| 265678437 |ref|NR_028739.1 


Nocardiacea 
NR_028650.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref |NR_028620.1 
lus akibai Bacte 


ref|NR_028600.1 


e; K 
ref 


ineosporiace 
NR_028599.1 


e; Kineosporiace 
ref|NR_028598.1 
82 Streptococcus 


ref|NR_028001.1 


ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref 
uenc 
hylo 
ref 
RNA, 


NR_027519.1 
e 131930 
coccus. 
NR_027517.1 
partial seq 


Y 
E 


Incertae Sedis; 
Rathayibacter caricis 
ibacter caricis 


obacteriaceae; 


Enterococcus avium 


avium Bacteria; 


Paenibacillus 
acillus koreensis 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Lactobacillus 
Lactobacillus 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Alicyclobacillus 

1 Alicyclobacillus 

us. 

Bacillus akibai strain 

ria; Firmicutes; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Staphylococcus capitis 
0 1320791 Staphylococcus 


Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


394452 Bacteria_16S 


strain IMSNU 2200 
Actinobacteria; A 


394452 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


394452 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


Streptococcus. 
1865974 1865936 1 39 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2047207 2047169 1 39 gi 
ibosomal RNA, complete sequence 


teria; Firmicutes; Bacillales; Paeniba 


394452 Bacteria_16S 


lales; Paenibacillaceae; Paenibacillus. 
2070164 2070126 1 39 gi 
ain XE 16S ribosomal RNA, complete seq 


219878290 
18659 
omonospori 
219878160 


2047168 20487 


219878143 
uence 
cillaceae; 


2149204 2149166 1 39 gi 


219857635 


ref|NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025299.1 
07 Paenibacillus 


ref |NR_025282.1 
2070125 207167 
Thermobacillus. 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Paenibacillus borealis 
borealis Bacteria; 


Thermobacillus 
8 Thermobacillus 


ref |NR_025224.1 


Prauserella halophila 


strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


394452 Bacteria_16S 2164253 2164215 1 39 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
394452 Bacteria_16S 2232461 2232423 1 39 gi 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
394452 Bacteria_16S 2253786 2253748 1 39 gi 
acetigenes strain Lup33 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sporanaerobacter. 
394452 Bacteria_16S 2258384 2258346 1 39 gi 
strain ATCC 29178 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococ 
394452 Bacteria_16S 2305556 2305518 1 39 gi 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, compl 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurellaceae; Tsukamurella. 

394452 Bacteria_16S 2332814 2332776 1 39 gi 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsaceae; Nocardiopsis. 

394452 Bacteria_16S 2408616 2408578 1 39 gi 
salina strain YIM90002 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Streptomonospora. 


Clostridi 


219857625 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 21657 


b 


219857577 


b 


219857563 


Cc 


219857560 


c 


219857525 


e 


219857507 


219857454 


e 
e 


Actinomycetales; 


ref 


acterineae; 
ref 


NR_025214.1 
35 Mycobacterium 
Mycobacteri 
NR_025165.1 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 

Gordonia namibiensis 


2232422 2233905 Gordonia namibiensis Bacteria; 


acterineae; 
ref 


Gordoniace 
NR_025151.1 


ae; 


Gordonia. 
Sporanaerobacter 


e 2253747 2255269 Sporanaerobacter acetigenes 


ales Family XI. 
ref 


us. 


ref 
te sequence 
ref 
Actinomycetales; 
ref 


Ss; 


Incert 


NR_025148.1 
2258345 2259880 Strept 


NR_025113.1 
230551 
Coryneb 


NR_025095.1 
sequence 2332775 233429 
Strept 


NR_025042.1 
2408577 2410105 Strept 
Streptosporangineae; 


ae Sedis; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


394452 Bacteria_16S 2416400 2416362 1 39 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

394452 Bacteria_16S 2463265 2463227 1 39 gi| 219857407 |ref|NR_024995.1]| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

394452 Bacteria_16S 2526712 2526674 1 39 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

394452 Bacteria_16S 2529772 2529734 1 39 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 


strain DSM 12272 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

394452 Bacteria_16S 2553452 25534141 39 gi|219857341|ref|NR_024929.1 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptacidiphilus. 

394452 Bacteria_16S 2722200 2722162 1 39 gi|219857173|ref|NR_024801.1 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

394452 Bacteria_16S 2756585 2756547 1 39 gi|219857148|ref|NR_024776.1 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 


nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Fami 
Thermaerobacter. 

394452 Bacteria_16S 2785258 2785220 1 39 gi|219857126|ref|NR_024754.1 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 278673 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicycloba 
394452 Bacteria_16S 2786825 2786787 1 39 gi|219857125|ref|NR_024753.1 


herbarius strain CP-1 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Al 
394452 Bacteria_16S 2885971 2885933 1 39 gi 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial s 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridia 
394452 Bacteria_16S 2887498 2887460 1 39 gi 


Firmicutes; Clostridia; Clostridiales; 
394452 Bacteria_16S 2889019 2888981 1 


Eubacteriaceae; 
39 gi 


Firmicutes; Clostridia; Clostridiales; 
394452 Bacteria_16S 2899563 2899525 1 
strain IAM 14848 


Eubacteriaceae; 
39 gi 


394452 Bacteria_16S 2902636 2902598 1 39 gi 


16S ribosomal RNA, partial sequence 2529733 25312 


i 


219856865 


e 
1 


219856864 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 28889 
Eub 
219856863 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 28904 
Eub 
219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
219856854 
strain IFO 15616 16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Microco 


394452 Bacteria_16S 2905705 2905667 1 39 gi 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 


219856852 


sequence 2756546 27580 


2786786 2788314 Alicyc 


cyclobacillus. 
ref 
quence 
es; Eubacteriaceae; 
ref 


acterium. 
ref 


acterium. 
ref 


ccineae; 
ref 


ref 


NR_024684.1 
2885932 28874 
Eub 
NR_024683.1 
29 Eubacterium multiforme Bacteria; 


NR_024682.1 
51 Eubacterium budayi Bacteria; 


NR_024675.1 
10 Zimmermannella bifida Bacteria; 
Microbacteriac 
NR_024673.1 
77 Zimmermannella alba Bacteria; 
ccineae; Microbacteriac 
NR_024671.1 


5 


0 


15 Clostridium gasigenes Bacteria; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Alicyclobacillus 
lobacillus pomorum 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Eubacterium 
8 Eubacterium 


acterium. 
Eubacterium multiforme 


Eubacterium budayi 


Zimmermannella bifida 


eae; Pseudoclavibacter. 
Zimmermannella alba 


eae; Pseudoclavibacter. 


Williamsia maris 


2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 


394452 Bacteria_16S 2907233 2907195 1 39 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

394452 Bacteria_16S 2908780 2908742 1 39 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

394452 Bacteria_16S 3129706 3129668 1 39 gi|219846835|ref|NR_026427.1| Halanaerobacter 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 3129667 3131049 Halanaerobacter 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
394452 Bacteria_16S 3235845 3235807 1 39 gi|219846763|ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

394452 Bacteria_16S 3447476 3447438 1 39 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

394452 Bacteria_16S 3449042 3449004 1 39 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

394452 Bacteria_16S 3484022 3483984 1 39 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 3485589 3485551 1 39 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

394452 Bacteria_16S 3490215 3490177 1 39 gi|219846582|ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

394452 Bacteria_16S 3551128 3551090 1 39 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

394452 Bacteria_16S 3640695 3640657 1 39 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

394452 Bacteria_16S 3642220 3642182 1 39 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

394452 Bacteria_16S 3643752 36437141 39 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
394452 Bacteria_16S 3652866 3652828 1 39 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

394452 Bacteria_16S 3677334 3677296 1 39 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

394452 Bacteria_16S 3841162 38411241 39 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

394452 Bacteria_16S 4076113 4076075 1 39 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

394452 Bacteria_16S 4109333 4109295 1 39 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
394452 Bacteria_16S 4110900 4110862 1 39 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
394452 Bacteria_16S 4204117 4204079 1 39 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

394452 Bacteria_16S 130431 130394 1 38 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 


strain BAL-1 16S 


ribosomal RNA, complete sequence 


Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


130392 131902 Chrysiogenes arsenatis Bacteria; 


394452 Bacteria_16S 136533 136496 1 38 gi|265678971|ref|NR_029279.1 
strain 27 16S ribosomal RNA, partial sequence 136495 13800 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
394452 Bacteria_16S 139620 139583 1 38 gi| 265678969 |ref|NR_029277.1 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
394452 Bacteria_16S 144120 144083 1 38 gi| 265678966 |ref|NR_029274.1 


strain 55134 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
394452 Bacteria_16S 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


394452 Bacteria_16S 


H 1 16S ribosomal 


Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

394452 Bacteria_16S 645822 645785 1 38 gi|265678620|ref|NR_028925.1 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
394452 Bacteria_16S 647349 647312 1 38 gi| 265678619 |ref|NR_028924.1 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
394452 Bacteria_16S 755300 755263 1 38 gi| 265678542 |ref|NR_028846.1 


VKM Ac-1800 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
394452 Bacteria_16S 880167 880130 1 38 gi| 265678458 |ref|NR_028760.1 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentze 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; A 
Lentzea. 

394452 Bacteria_16S 912370 912333 1 38 gi|265678436|ref|NR_028738.1 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Actinosynnemataceae; Lechevalieria. 

394452 Bacteria_16S 917077 917040 1 38 gi| 265678433 |ref|NR_028735.1 
strain IEGM 16S ribosomal RNA, partial sequence 917039 91855 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
394452 Bacteria_16S 918640 918603 1 38 gi| 265678432 |ref|NR_028734.1 
strain 213E 16S ribosomal RNA, partial sequence 918602 92011 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
394452 Bacteria_16S 1023153 1023116 1 38 gi|265678362|ref|NR_028664.1 


strain NS51 16S r 
Firmicutes; Lacto 


394452 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


394452 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


394452 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


394452 Bacteria_16S 


strain NRRL B-162 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1316262 13162251 38 gi 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1535902 1535865 1 38 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

ae; Saccharothrix. 

1537464 1537427 1 38 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1539024 1538987 1 38 gi 
38 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


394452 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


394452 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


394452 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


394452 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


394452 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


394452 Bacteria_16S 


albus strain JL 8 


1879636 1879599 1 38 gi 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
1881220 1881183 1 38 gi 
ridia; Clostridiales; Veillonellaceae; 
1882794 1882757 1 38 gi 
ridia; Clostridiales; Veillonellaceae; 
1884377 1884340 1 38 gi 
ridia; Clostridiales; Veillonellaceae; 
2311618 23115811 38 gi 
in 34 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Geobacil 
2551891 2551854 1 38 gi 
3 16S ribosomal RNA, complete sequence 


occus 


ales; 


al 
Ac 


se 
tin 


1 seq 


Acti 


do 


noc 


ue 
le 


nce 
S; 


Spor 


Spor 


Spor 


nc 
lu 


e 
s 


144082 14559 


Micrococcineae; Jonesiaceae; J 

388935 388898 1 38 gi|265678795|ref|NR_029100.1 

n XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
ceae; Myceligenerans. 

642662 642625 1 38 gi|265678622|ref|NR_028927.1 

RNA, partial sequence 642624 644123 Sporomusa ovata Bacte 


755262 75674 


1023111 10246 


228715851 
1316224 13177 


Micr 


219857378 


quenc 
omyce 


219857377 


uence 
nomyc 


219857376 


15389 
ardin 


219878279 


Veill 


219878278 
6S ribosomal RNA, partial sequence 1881182 18827 
omusa. 
219878277 
6S ribosomal RNA, partial sequence 1882756 18842 
omusa. 
219878276 
6S ribosomal RNA, partial sequence 1884339 18858 
omusa. 
219857521 


23115 


219857342 


30 Streptococcus 


ref|NR_027540.1 


ococcineae; Trop 
ref |NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonoca 


onellaceae; Pp 
ref|NR_025417.1 
05 Sporomusa 


ref|NR_025416.1 
88 Sporomusa 


ref|NR_025415.1 


ref|NR_025109.1 
80 2313074 Geobac 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Myceligenerans 
Myceligenerans 
cineae; 


Sporomusa ovata strain 
ria; Firmicutes; 


Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 


Kocuria polaris strain 
ria; Actinobacteria; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 

Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 


donocardineae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Streptococcus mitis 
mitis Bacteria; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Saccharothrix 

5 Saccharothrix 

ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Propionispora 
1 Propionispora 
ionispora. 
Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Geobacillus 
illus subterraneus 


ref|NR_024930.1 


Streptacidiphilus 


2551853 2553362 Streptacidiphilus albus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
394452 Bacteria_16S 
strain O 16S ribo 


2576601 2576564 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


394452 Bacteria_16S 
strain I 16S ribo 


2578029 2577992 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


394452 Bacteria_16S 2587313 2587276 1 
spumicola strain Ben 107 16S ribosomal 
spumicola Bacteri 
Nocardioidaceae; Friedmanniella. 
394452 Bacteria_16S 
strain K97-0003 1 


2723777 2723740 1 


394452 Bacteria_16S 3096706 3096669 1 


confusum strain DMMZ 2439 16S ribosomal RNA, partial se 
confusum Bacteria; Actinobacteria; Actinobacteridae; Ac 


Corynebacteriaceae; Corynebacterium. 
394452 Bacteria_16S 3482469 3482432 1 


acetireducens strain DSM 10703 16S ribosomal RNA, parti 


acetireducens Bacteria; 
394452 Bacteria_16S 

congolense strain 
congolense Bacteria; 
394452 Bacteria_16S 
strain R-10 16S r 


Firmicutes; 
3675755 3675718 1 


Firmicutes; 
131999 131959 3 
ibosomal RNA, 


SEBR 4224 16S ribosomal RNA, partial 


complete sequence 


a; Actinobacteria; Actinobacteridae; Act 


6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Streptomycineae; Streptomycetaceae; 
38 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 
somal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
ococcineae; Cellulomonadaceae; Cellulomonas. 
38 gi|219857282|ref|NR_024913.1| Cellulomonas persica 
somal RNA, partial sequence 2577991 2579369 Cellulomonas persica Bacteria; 
ococcineae; Cellulomonadaceae; Cellulomonas. 
38 gi|219857276|ref|NR_024907.1| Friedmanniella 
RNA, partial sequence 2587275 2588749 Friedmanniella 
inomycetales; Propionibacterineae; 
38 gi|219857172|ref|NR_024800.1| Longispora albida 


14 Longispora albida Bacteria; 


omonosporineae; Micromonosporaceae; Longispora. 
38 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
quence 3096668 3098071 Corynebacterium 
tinomycetales; Corynebacterineae; 
38 gi| 219846587 |ref|NR_026179.1| Clostridium 
al sequence 3482431 3483932 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
38 gi|219846453|ref|NR_026044.1| Halanaerobium 
sequence 3675717 3677244 Halanaerobium 
Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
43 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
131953 133495 Rhodothermus marinus Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

394452 Bacteria_16S 226679 226639 1 41 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

394452 Bacteria_16S 229693 229653 1 41 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
394452 Bacteria_16S 683324 683288 1 37 gi|265678593|ref|NR_028898.1]| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

394452 Bacteria_16S 772071 772035 4 40 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

394452 Bacteria_16S 775221 775185 1 37 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 


Firmicutes; Lactobacillales; 
394452 Bacteria_16S 830362 830326 1 
haemoperoxidus st 
haemoperoxidus Bacteria; Firmicutes; 
394452 Bacteria_16S 886284 886248 1 
strain VKM Ac-180 


394452 Bacteria_16S 
succinus subsp. s 
Staphylococcus succinus subsp. 

394452 Bacteria_16S 1074642 1074606 1 
tukisamuensis strain Mb8 16S ribosomal 
tukisamuensis Bac 
Nocardiaceae; Rhodococcus. 
394452 Bacteria_16S 
strain NAFO0O1 16S 
Firmicutes; Bacillales; 
394452 Bacteria_16S 
hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; Actinomyces. 

394452 Bacteria_16S 3615107 3615067 1 
strain 1066 16S ribosomal RNA, partial 


1018428 1018388 1 
uccinus strain AMG-D1 


1080511 1080471 1 


Bacillaceae; 
2182490 2182454 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


394452 Bacteria_16S 3663614 3663578 1 


Streptococcaceae; 


rain 440 16S ribosomal RNA, partial se 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


teria; Actinobacteria; Actinobacterida 


ribosomal RNA, partial sequence 


ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


e; Actinomycet 


41 gi|219846495 
sequence 3615060 36165 
nebacterin 

37 gi|219846462 


bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 


Streptococcus. 
37 gi|265678492|ref|NR_028795.1| Enterococcus 
quence 830324 831835 Enterococcus 
Lactobacillales; Enterococcaceae; Enterococcus. 
37 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
886247 887732 Agreia bicolorata Bacteria; 
ococcineae; Microbacteriaceae; Agreia. 
41 gi|265678365|ref|NR_028667.1| Staphylococcus 
16S ribosomal RNA, complete sequence 1018386 1019933 
succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
37 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
RNA, partial sequence 1074605 1075935 Rhodococcus 
e; Actinomycetales; Corynebacterineae; 
41 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
1080469 1081998 Bacillus funiculus Bacteria; 
Bacillus. 
37 gi|219857611|ref|NR_025200.1| Actinomyces 
quence 2182453 2183877 Actinomyces 


ales; Actinomycineae; 


ref |NR_026087.1 
15 Mycobacterium 


Mycobacterium gadium 

gadium Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 

ref|NR_026054.1| Mycobacterium 
3663577 3665092 Mycobacterium 


394452 Bacteria_16S 


4119993 4119953 1 


41 


gi 


219846137 


strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
394452 Bacteria_16S 
strain ST26 16S r 


Firmicutes; 


strain 6VI 16S ri 
Firmicutes; Clost 


394452 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


collagenovorans s 
collagenovorans B 


394452 Bacteria_16S 
ain XIL14 16S ribosomal RNA, 
Bacillales; 


xylanilyticus str 
xylanilyticus Bac 


394452 Bacteria_16S 


strain QH3A7 16S 


marismortui strai 
Bacteria; Firmicu 


strain 19 16S rib 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

394452 Bacteria_16S 904594 904559 1 36 gi| 265678441 |ref|NR_028743.1 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermo 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanae 
Thermoanaerobacter. 

394452 Bacteria_16S 938675 938640 4 39 gi| 265678419 |ref|NR_028721.1 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 94015 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

394452 Bacteria_16S 992650 992615 1 36 gi| 265678382 |ref|NR_028684.1 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntro 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomo 
394452 Bacteria_16S 1513164 1513129 1 36 gi|219878119|ref|NR_025258.1 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 15146 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

394452 Bacteria_16S 1885953 1885918 1 36 gi|219878274|ref|NR_025413.1 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 188742 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoca 
Pseudonocardiaceae; Saccharomonospora. 

394452 Bacteria_16S 1972136 1972101 1 36 gi| 219878213 |ref|NR_025352.1 
strain CK58 16S ribosomal RNA, partial sequence 1972100 19735 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

394452 Bacteria_16S 4033986 4033951 1 36 gi|219846200|ref|NR_025790.1 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 403395 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycom 
Glycomycetaceae; Glycomyces. 

394452 Bacteria_16S 4211681 4211642 1 40 gi| 219846067 |ref|NR_025657.1 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

394452 Bacteria_16S 4232968 4232933 1 36 gi|219846046|ref|NR_025636.1 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
394452 Bacteria_16S 71211 71177 1 35 gi| 265679016 |ref|NR_029324.1 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 

sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


Pseudonocardiacea 


394452 Bacteria_16S 
asaccharolytica strain 580 16S ribosomal RNA, partial s 
asaccharolytica Bacteria; Actinobacteria; Actinobacteri 


Pseudonocardiacea 


394452 Bacteria_16S 


138091 138056 1 


150106 150067 1 


ridia; Clostridiales; 


182164 182125 1 


ridia; Clostridiales; 


185270 185231 1 
186839 186800 1 


acteria; Firmicutes; 
375138 375103 4 


teria; Firmicutes; 
488958 488923 1 


ribosomal RNA, 


718059 718020 1 


845593 845554 1 


Pseudonocardia. 
72766 72732 


e; 
1 


Pseudonocardia. 
202122 202088 1 


e; 


36 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
394452 Bacteria_16S 
strain W6 16S rib 
Clost 
394452 Bacteria_16S 


40 


osomal RNA, partial sequence 


40 


bosomal RNA, partial sequence 


40 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
394452 Bacteria_16S 


40 


39 
c 


36 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
394452 Bacteria_16S 
n 123 16S ribosomal RNA, 
tes; Bacillales; Bacillaceae; Virgibac 
394452 Bacteria_16S 


40 


40 


osomal RNA, partial sequence 


35 


35 


gi 


265678970 


138055 13953 


gi 


265678962 


150066 15156 
Clostridiaceae; 


gi 


265678941 


182124 18361 
Clostridiaceae; 


gi 


gi 


train SG 16S ribosomal RNA, partial se 
Clostridia; 


gi 
omplete 


Paeniba 


gi 


gi 


complete sequ 


gi 


Clost 


265678939 


185230 18674 


elotrichac 
265678938 
quence 
ridiales; 
265678804 
sequence 
cillaceae; 
265678725 


488917 49045 
ococcineae 


265678569 
ence 71801 
illus. 

265678482 


845553 84708 


gi 


gi 


265679015 
equence 
dae; Actin 


265678928 


ococcineae 


ococcineae; 


Clostridiu 


Clostridiu 


ref|NR_025727.1 


; Brevibacteriac 
ref |NR_029278.1 
1 Sanguibacter 
; Sanguibacterac 
ref |NR_029270.1 


m. 
ref |NR_029249.1 
m. 
ref |NR_029247.1 
eae. 
ref |NR_029246.1 
186799 188298 
Clostridiaceae; 
ref|NR_029109.1 
375101 376646 
Paenibacillus. 
ref |NR_029030.1 
; Jonesiaceae; J 
ref |NR_028873.1 
9 719581 Virgib 


ref|NR_028785.1 


ref|NR_029323.1 
72731 74244 
omycetales; Pseu 


ref 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Clostridium litorale 


6 Clostridium litorale Bacteria; 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Clostridium 
Clostridium 
Clostridium. 
Paenibacillus 
Paenibacillus 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Virgibacillus 
acillus marismortui 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Syntrophomonas 
phomonas sapovorans 
nas. 

Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Glycomyces 
0 4035456 Glycomyces 
ycineae; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


NR_029236.1 


Coprothermobacter 


proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 


Coprothermobacter 


394452 Bacteria_16S 


242163 242125 1 


novocastrense strain 73 16S ribosomal RNA, 


Mycobacteriaceae; 


261629 261595 5 


radiotolerans strain P 1 16S ribosomal RNA, 


radiotolerans Bacteria; Actinobacteria; 
Rubrobacter. 
394452 Bacteria_16S 


Rubrobacteraceae; 


419822 419784 1 


39 gi 


complete sequence 
novocastrense Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 
394452 Bacteria_16S 


39 gi 


complete sequence 
Rubrobacteridae; 


39 gi 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 


antiquum Bacteria; 
Brevibacterium. 


394452 Bacteria_16S 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 
contaminans Bacteria; 
394452 Bacteria_16S 

strain Muenster 2000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
394452 Bacteria_16S 
paurometabolica strain YIM 90007 16S ribosomal RNA, par 


525642 525604 1 


Firmicutes; 
630388 630350 1 


739564 739530 1 


Bacillales; 


Actinobacteria; Actinobacteridae; Ac 


265678900 


265678885 


265678774 
sequence 


e; Actinomycetales; 


Rubrobacterales; 


tinomycetales; 


ref|NR_029208.1| Mycobacterium 
242123 243639 Mycobacterium 
Corynebacterineae; 


ref|NR_029191.1] Rubrobacter 
261591 263140 Rubrobacter 
Rubrobacterineae; 


ref|NR_029079.1| Brevibacterium 
419777 421277 Brevibacterium 
Micrococcineae; Brevibacteriaceae; 


39 gi|265678701|ref|NR_029006.1| Anoxybacillus 

525601 527141 Anoxybacillus 
Bacillaceae; Anoxybacillus. 
39 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 


35 gi 


265678554 


tial sequence 


630349 631823 Kytococcus schroeteri 


Micrococcineae; Dermacoccaceae; Kytococcus. 
ref|NR_028858.1| Saccharomonospora 
739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; 


koreensis strain 


Catellatospora. 


394452 Bacteria_16S 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 
psychrophila Bacteria; 


Desulfotalea. 


394452 Bacteria_16S 
algidixylanolyticum strain SPL73 16S ribosomal RNA, par 
algidixylanolyticum Bacteria; 
394452 Bacteria_16S 
strain D56BRIII6 16S ribosomal RNA, partial sequence 
socranskii Bacteria; 
394452 Bacteria_16S 
strain SK3 16S ribosomal RNA, 
Lactobacillales; 
394452 Bacteria_16S 
ATCC 33400 16S ribosomal RNA, 
pneumoniae Bacteria; 
394452 Bacteria_16S 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 


subsp. socranskii 
socranskii subsp. 


Firmicutes; 


pneumoniae strain 


Pseudonocardiaceae; 
394452 Bacteria_16S 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 
nematophilus Bacteria; 
394452 Bacteria_16S 

strain Kl 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 
394452 Bacteria_16S 
LM042 16S ribosomal 


761297 761259 1 


Firmicutes; 
859115 859077 1 


881669 881631 1 


926401 926363 1 
Proteobacteria; 
930923 930885 1 
Firmicutes; 
983242 983204 3 


1020019 1019985 1 


1021582 1021548 1 


Firmicutes; 
1030672 1030634 1 


Bacillales; 


sequence 
Desulfuromonadales; 


Clostridia; 


complete sequence 
Streptococcaceae; 


Lactobacillales; 


Saccharomonospora 


39 gi 


39 gi 


85 


39 gi 


RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


39 gi 


Deltaproteobacteria; 


39 gi 


41 gi 


Spirochaetes; Spirochaetal 
35 gi| 265678364 
1019984 10214 


35 gi 


39 gi 


auratinigra Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


394452 Bacteria_16S 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
satsumensis Bacteria; 
394452 Bacteria_16S 

dehalogenans 2CP-1 16S r 
2CP-1 Bacteria; Proteobacteria; 


Anaeromyxobacter. 


394452 Bacteria_16S 
CF63 16 
Bacteria; Actinobacteria; 


sanguinis strain 


Brevibacterium. 


394452 Bacteria_16S 
CMS 81 16S ribosomal RNA, 
Actino: 
394452 Bacteria_16S 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriac 
394452 Bacteria_16S 


Actinobacteridae; 


Actinobacteridae; 


1032205 1032167 1 


Firmicutes; 
1119895 1119857 1 


1131995 1131957 1 


1136495 1136457 1 
complete sequence 


1138049 11380111 


1293502 1293464 1 


Lactobacillales; 


39 gi 


39 gi 


ibosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales 


39 gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


39 gi 


1136447 1137959 Leifs 
mycetales; Micrococcineae; Microbacteriac 


39 gi 


39 gi 


Paenibacillaceae; 


Streptococcus. 


complete sequence 
Streptococcacea 


Lactobacillace 


265678538 


88163 


265678427 
Desul 


265678424 


265678388 


265678363 


265678357 
Actinomyc 


265678356 
sequence 


228716127 
11198 


253680768 
11319 
Micr 


253680765 


253680764 


Micromonosporineae; 


tial sequence 
Clostridial 


ref|NR_028842.1| Paenibacillus 
761257 762788 Paenibacillus 
Paenibacillus. 
265678472|ref|NR_028775.1| Geobacter thiogenes 
9076 860596 Geobacter thiogenes Bacteria; 
Geobacteraceae; Geobacter. 
265678456 |ref|NR_028758.1| Catellatospora 


0 883139 Catellatospora koreensis 
Micromonosporaceae; 


Desulfotalea 
Desulfotalea 


ref |NR_028729.1 
926361 927852 


fobacterales; Desulfobulbaceae; 
ref |NR_028726.1| Clostridium 
930884 932385 Clostridium 
es; Clostridiaceae; Clostridium. 
ref|NR_028690.1| Treponema socranskii 
983192 984718 Treponema 
es; Spirochaetaceae; Treponema. 
ref|NR_028666.1| Streptococcus gordonii 
95 Streptococcus gordonii Bacteria; 


ref|NR_028665.1] Streptococcus 
1021546 1023060 Streptococcus 
e; Streptococcus. 
ref|NR_028659.1| Micromonospora 
1030633 1032114 Micromonospora 
etales; Micromonosporineae; 


ref |NR_028658.1| Lactobacillus 
1032165 1033720 Lactobacillus 
ae; Lactobacillus. 
ref|NR_027547.1| Anaeromyxobacter 
56 1121404 Anaeromyxobacter dehalogenans 
; Cystobacterineae; Myxococcaceae; 


ref|NR_028016.1| Brevibacterium 
55 1133449 Brevibacterium sanguinis 
ococcineae; Brevibacteriaceae; 


ref 
onia 
eae; 
ref 
onia 


NR_028013.1| Leifsonia aurea strain 
aurea Bacteria; Actinobacteria; 
Leifsonia. 
NR_028012.1| Leifsonia rubra strain 
rubra Bacteria; Actinobacteria; 
eae; Leifsonia. 


228715348 


subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 


subsp. equorum Bacteria; Firmicutes; Bacillales; 


Staphylococcus. 


ref|NR_027520.1|] Staphylococcus equorum 
1293463 1294956 Staphylococcus equorum 


394452 Bacteria_16S 
strain LM 161 16S 


1299402 1299364 1 39 
ribosomal RNA, complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


1304056 1304018 1 39 
ribosomal RNA, partial sequence 


394452 Bacteria_16S 
owensensis OL 16S 
Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 

394452 Bacteria_16S 1317797 1317759 1 
schleiferi subsp. 


gi 


39 gi 


394452 Bacteria_16S 
carnosus subsp. c 
carnosus subsp. c 
394452 Bacteria_16S 
DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 
394452 Bacteria_16S 1360500 1360462 1 
ferrooxidans DSM 10331 16S ribosomal RNA, 
DSM 10331 Bacteri 
Acidimicrobiaceae; Acidimicrobium. 
394452 Bacteria_16S 1426897 1426863 1 35 gi 
coelescens strain AS 4.1594 16S ribosomal RNA, partial 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

1439269 1439231 1 39 


394452 Bacteria_16S 
strain LM 036 16S ribosomal RNA, partial sequence 


1320881 1320843 1 39 gi 
arnosus strain 361 16S ribosomal RNA, 
arnosus Bacteria; Firmicutes; 
1348483 1348449 1 35 
osomal RNA, partial sequence 


gi 


39 gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


394452 Bacteria_16S 1510295 1510257 1 39 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, 
ATCC 49176 Bacteria; Firmicutes; 
394452 Bacteria_16S 1531398 1531360 1 
matsumotoense str 
matsumotoense Bac 
Micromonosporaceae; Micromonospora. 

394452 Bacteria_16S 1613294 1613260 1 35 gi 
strain CCUG 47334 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
394452 Bacteria_16S 1669678 1669640 1 39 
strain 16351 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
394452 Bacteria_16S 1697096 1697058 1 


gi 


39 gi 


gi 


Clostridiaceae; 
39 gi 


paraoxydans strain CF36 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Microbacterium. 
394452 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Pseudonocardia. 
394452 Bacteria_16S 1925212 19251741 
albidoflavus stra 
albidoflavus Bact 
Pseudonocardiaceae; Amycolatopsis. 
394452 Bacteria_16S 1949640 1949602 1 
spinosispora stra 
spinosispora Bact 
Pseudonocardiaceae; Pseudonocardia. 

394452 Bacteria_16S 2051914 2051876 1 39 gi 
elephantis strain DSM 44368 16S ribosomal RNA, partial 
elephantis Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 
394452 Bacteria_16S 2259970 2259932 1 


1923650 1923612 1 39 


gi 
39 


gi 


39 gi 


39 gi 


thermospinosisporus strain AT10 16S ribosomal RNA, part 
thermospinosisporus Bacteria; Actinobacteria; Actinobac 


Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 2466420 2466382 1 39 

strain Z-2189 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
394452 Bacteria_16S 2591973 2591939 1 35 gi 
strain ATCC 51266 16S ribosomal RNA, partial sequence 

Firmicutes; Lactobacillales; Enterococcaceae; 


gi 


Thermoanaerobacterale 


coagulans strain GA 211 16S ribosomal 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 


Bacillal 


acteria; Actinobacteridae; Actinomycet 


complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 


complet 
Lactobacillales; Aeroc 


ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 


Clostr 


n LM 157 16S ribosomal RNA, partial se 


in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 


in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 


219846779 


1299363 13008 
ionibacter 


219846460 


1304017 13055 
Thermoa 


S; 


228715349 


228715346 


es; 
228720600 


1348448 13499 
Micr 


ales; 


228719712 


224581440 
sequence 


224581428 


1439230 14407 
donocardin 


219846273 


occaceae; 
219857427 


219878467 


219878428 


1669639 16711 
ostridiu 


cl 
219878409 
en 
ales; 
219878245 
quence 


219878244 
ia 


v 


219878228 
equence 


v 


219878157 
sequence 
Ac 


219857559 
ia 


te. 


219857405 


2466381 24678 
ostridiu 


cl 
219857273 


RNA, part 


partial se 
Staphy 


ence 13604 
idimicrobi 


Actinomyce 


e sequence 


tial seque 
e; Actinomycet 


16132 


idiales Fa 


ce 16970 
Micr 


Actinomyc 


1 sequen 
Actinomy 


Actinomy 


tinomyce 


1 sequen 
ridae; Actin 


ref 


ref 


ref 
ial 


ref 


ref 
ococ 


ref 


ref 


ref 


eae; 
ref 


Abio 
ref 
nce 


ref 


mily 
ref 


m. 
ref 


ococ 
ref 
etal 
ref 
ceta 
ref 
ceta 
ref 
tale 


ref 


ref 


m. 
ref 


inea 


quen 
loco 


42 Sanguibacter 
61 1361925 Acidi 


ales; 


1426862 14283 


tale Streptomy 


1510256 15116 


59 1614770 Helco 


56 1698545 Micro 


1923611 19251 


ce 1925173 19266 


1949601 195111 


2051875 205339 


ce 2259931 226145 


NR_026371.1 


e; 
NR_026051.1 


obacterales 


NR_027521.1 
sequence 


NR_027518.1 
ce 132084 
ccus. 
NR_027595.1 


cineae; San 


NR_027584.1 


; Acidimicr 
NR_027222.1 
7 
Ss; 


NR_027210.1 


Actinosynne 
NR_025863.1 
6 
trophia. 
NR_025015.1 

153135 
ales; Micro 
NR_025606.1 
c 

XI. Incerta 
NR_025567.1 


NR_025548.1 
b 
cineae; Micr 
NR_025384.1 
2 
° 


es; Pseudon 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 
Nocardioi 


daceae; Kribbella. 
Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 
naer 


Family III. Incertae 

Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus 

2 1322334 Staphylococcus 


Sanguibacter keddieii 


keddieii DSM 10542 
g 


uibacteraceae; 


Acidimicrobium 


microbium ferrooxidans 
° 


bineae; 
Streptomyces 
6 Streptomyces 


cineae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Micromonospora 
9 1532864 Micromonospora 


monosporineae; 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


NR_025383.1 
4 
ni 


les; Pseudo 


NR_025367.1 
les; Pseudon 
NR_025296.1 
s; Corynebac 
NR_025147.1 


omycetales; 


NR_024993.1 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Streptomyces 
2 Streptomyces 


Streptomycineae; 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


NR_024904.1 


Enterococcus dispar 


2591938 2593451 Enterococcus dispar Bacteria; 


Enterococcus. 


394452 Bacteria_16S 


strain DSM 43194 


strain SEBR 4211 
Firmicutes; 


394452 Bacteria_16S 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial 
alkanoclasticum Bacteria; 
394452 Bacteria_16S 


strain IFO 16238 


strain IFO 16235 


strain IAM 14851 


lugdunensis strain 


lugdunensis Bacteria; 
394452 Bacteria_16S 
16S 
Firmicutes; 
394452 Bacteria_16S 
16S 
Firmicutes; 
394452 Bacteria_16S 


strain ATCC 43959 
Bacteria; 


strain ATCC 35538 
Bacteria; 


Clostridia; 


ATCC 4 
Firmicutes; 


Bac 


illales; 


Bacillales; 


Firmicutes; 
2837994 2837960 1 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
394452 Bacteria_16S 


2610412 2610374 1 
16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
394452 Bacteria_16S 2615099 2615061 1 
16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales; 


2633382 2633348 1 


2839555 2839521 1 
16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
394452 Bacteria_16S 2901100 2901062 1 
16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
394452 Bacteria_16S 2910324 2910286 1 


3809 16S ribosomal RNA, partia 


Bacillales; 


2911866 2911828 1 
ribosomal RNA, partial sequence 
Staphylococcus. 

2914953 2914915 1 
ribosomal RNA, partial sequence 


2916495 2916457 1 


Bacillales; 


39 gi| 21985725 


39 gi] 21985725 


Clostridiales Family XII. Incertae Sedis; 
35 gi|219857236|ref|NR_024864.1 
sequence 2633347 263479 

Planococcaceae; Planomicrobium. 

35 gi| 219856898 |ref|NR_024717.1 


35 gi| 21985689 


39 gi| 21985685 


8|ref|NR_024889.1 


5|ref|NR_024886.1 


Microbacteriac 
7|ref|NR_024716.1 
Microbacteriac 
ref |NR_024674.1 


5 


diaceae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
Pseudonocar 


Prauserella. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 
Fusibacter. 


Planomicrobium 


1 Planomicrobium 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 
eae; 


Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 
eae; 


Agromyces. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


Microbacteriaceae; Leucobacter. 
39 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
1 sequence 2910285 2911776 Staphylococcus 
Staphylococcus. 
39 gi| 219856848 |ref|NR_024667.1| Staphylococcus kloosii 
2911827 2913320 Staphylococcus kloosii 


39 gi| 21985684 


arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 


arlettae Bacteria; 


394452 Bacteria_16S 


Firmicutes; 


2921098 2921060 1 


ruminantium strain GA195 16S ribosomal RNA, partial sequence 


ruminantium Bacteria; 
394452 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


Firmicutes; 


3302501 3302463 1 
6S ribosomal RNA, 
lales; 
394452 Bacteria_16S 

stercorarium subsp. thermolacticum strain TX41 16S ribo 


Salinicoccus. 
3581351 3581317 1 


Staphylococcus. 
39 gi|219856845|ref|NR_024664.1 
2916456 291794 

Bacillales; Staphylococcus. 
39 gi|219856842|ref|NR_024661.1 
2921059 292256 
Clostridia; Clostridiales; Eubacteriaceae; Euba 
39 gi|219846719|ref|NR_026311.1 
complete sequence 3302462 3304004 Salinicoccus 

35 gi|219846521|ref|NR_026113.1 


29149 


somal RNA, 


6|ref|NR_024665.1 


14 2916405 Staphy 


partial sequenc 


Staphylococcus caprae 


lococcus caprae 


Staphylococcus 


9 Staphylococcus 


Eubacterium 


6 Eubacterium 
cterium. 


Salinicoccus roseus 


roseus Bacteria; 


Clostridium 


e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; C 


394452 Bacteria_16S 


lostridium. 
3582918 3582884 1 


35 gi 


thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 


thermopalmarium Bacteria; 
394452 Bacteria_16S 


strain NCFB 2890 
Firmicutes; 


strain Pasteur II 
Firmicutes; 


394452 Bacteria_16S 
strain 2585 16S ribosomal RNA, 


Firmicutes; 


394452 Bacteria_16S 
strain PG8 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


394452 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16S 


394452 Bacteria_16S 


Lactobacillales; 
394452 Bacteria_16S 


Clostridia; 


Clostridia; 


Clostridia; 
3880801 3880767 1 


ribosomal RNA, 


Firmicutes; 
3613520 3613486 4 
16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloiococcus. 
3710464 3710426 1 


Clostridiales; 
Clostridiales; 


3789579 3789541 1 


Clostridiales; 


3719434 37193961 


Clostridia; 


Clostridiales; 


38 gi 


39 gi|219846429|ref|NR_026020.1 
I 16S ribosomal RNA, partial sequence 3710425 3711931 Clostr 
Clostridiaceae; Clostridium. 
39 gi|219846422|ref|NR_026013.1 
complete sequence 3719395 37209 
Clostridiaceae; Clostridium. 
39 gi|219846370|ref|NR_025961.1 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; 


Thermoanaerobacter. 


394452 Bacteria_16S 


brockii subsp. 


35 gi|219846309|ref|NR_025899.1 
complete sequence 3879197 38807 
Clostridiaceae; Caloramator. 
35 gi|219846308|ref|NR_025898.1 
3880766 388228 
Thermoana 


3882373 3882339 1 
finnii strain AKo-1 16S ribosomal RNA, partial sequenc 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
394452 Bacteria_16S 


adiacens strain GIFU 12706 16S ribosomal RNA, 


adiacens Bacteria; 


394452 Bacteria_16S 


Firmicutes; 


Lactobacillales; 
4077694 4077656 1 


finnii Bacteria; 
Thermoanaerobacteraceae; 
3931412 39313741 


35 gi 


39 gi 


complete sequence 


39 gi 


phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 


phenolicus Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


219846520 


219846496 


3789540 37910 
icutes; Acholeplasmatales; Acholeplasmataceae; 
3879232 3879198 1 


219846307 
Firmicutes; 
Thermoanaerobacter. 


219846272 


Carnobacteriaceae; 
219846167 


Peptococcaceae; 


ref|NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref|NR_026088.1 
09 Alloiococcus 


Acholeplasma. 


ref |NR_025897.1 


e 388233 


ref |NR_025862.1 
3931373 393277 
Granulicatella 


ref|NR_025757.1 


Clostridium 


5 Clostridium 
Clostridium. 


Alloiococcus otitis 


otitis Bacteria; 


Clostridium septicum 


idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Acholeplasma laidlawii 


15 Acholeplasma laidlawii Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Thermoanaerobacter 


7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 


8 3883860 
Clostridia; 


Granulicatella 


8 Granulicatella 


Cryptanaerobacter 


4077655 4079183 Cryptanaerobacter 


Cryptanaerobacter. 


394452 Bacteria_16S 4085363 4085325 1 39 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 


strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
394452 Bacteria_16S 270709 270672 1 38 gi| 265678879 |ref|NR_029185.1| Clostridium 


proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 


proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


394452 Bacteria_16S 302543 302506 4 41 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

394452 Bacteria_16S 413758 413725 1 34 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

394452 Bacteria_16S 651711 651678 1 34 gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

394452 Bacteria_16S 854445 854412 1 34 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 


microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
394452 Bacteria_16S 1540573 1540536 1 38 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

Actinosynnemataceae; Actinokineospora. 
394452 Bacteria_16S 1542133 1542096 1 38 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

Actinosynnemataceae; Actinokineospora. 


394452 Bacteria_16S 1758154 1758121 1 34 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

394452 Bacteria_16S 2167318 2167281 1 38 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 


strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 2534341 2534308 1 34 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
394452 Bacteria_16S 2870511 2870478 1 34 gi|219856877|ref|NR_024696.1| Bacillus vallismortis 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
394452 Bacteria_16S 3011979 3011946 1 34 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 
394452 Bacteria_16S 3493294 3493261 1 34 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 
394452 Bacteria_16S 3520427 35203901 38 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 
394452 Bacteria_16S 3526496 3526459 1 38 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

394452 Bacteria_16S 3616613 3616573 1 41 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
394452 Bacteria_16S 3839666 3839633 1 34 gi|219846335|ref|NR_025925.1| Blastococcus 
aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blastococcus aggregatus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 
394452 Bacteria_16S 4038475 4038442 1 34 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
394452 Bacteria_16S 4079273 4079236 4 41 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
394452 Bacteria_16S 4135213 4135176 4 41 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


394452 Bacteria_16S 
strain Tab-4c 16S 
Tenericutes; Mollicutes; 
394452 Bacteria_16S 
syrphidicola strain EA-1 
syrphidicola Bacteria; 
394452 Bacteria_16S 

sabaudiense strain Ar-13 
sabaudiense Bacteria; 
394452 Bacteria_16S 

strain HYOS-1 16S 
Tenericutes; Mollicutes; 
394452 Bacteria_16S 
strain TN-1 16S 
Tenericutes; Mollicutes; 
394452 Bacteria_16S 


leptinotarsae Bacteria; 
394452 Bacteria_16S 


lampyridicola Bacteria; 
394452 Bacteria_16S 

strain M55 16S ribosomal 
Tenericutes; Mollicutes; 
394452 Bacteria_16S 
strain TABS-2 16S riboso: 
Tenericutes; Mollicutes; 
394452 Bacteria_16S 


strain 23-6 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 
394452 Bacteria_16S 
strain CUAS-1 16S riboso: 
Tenericutes; Mollicutes; 
394452 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Mollicutes; 
394452 Bacteria_16S 
strain EC-1 16S ribosoma 
Tenericutes; Mollicutes; 
394452 Bacteria_16S 
chrysopicola strain DF-1 
chrysopicola Bacteria; 
394452 Bacteria_16S 

strain CCH 16S ribosomal 
Tenericutes; Mollicutes; 
394452 Bacteria_16S 


alleghenense Bacteria; 
394452 Bacteria_16S 


strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


394452 Bacteria_16S 
thermophilum strain H-6- 


thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dic 


4146173 4146136 4 41 gi|219846116|ref|NR_025706.1 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 414764 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 
4147738 4147701 4 41 gi|219846115|ref|NR_025705.1 
RNA, partial sequence 4147699 41492 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4149303 4149266 4 41 gi|219846114|ref|NR_025704.1 
mal RNA, partial sequence 4149264 41507 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4150858 4150821 4 41 gi|219846113|ref|NR_025703.1 
4150819 4152196 Spiroplasma f 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4152286 4152249 4 41 gi|219846112|ref|NR_025702.1 
mal RNA, partial sequence 4152247 4153762 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4153852 4153815 4 41 gi|219846111|ref|NR_025701.1 
partial sequence 4153813 41553 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4155417 4155380 4 41 gi|219846110|ref|NR_025700.1 
1 RNA, partial sequence 4155378 41568 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4156983 4156946 4 41 gi|219846109|ref|NR_025699.1 
16S ribosomal RNA, partial sequence 4156944 415845 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
4158549 4158512 4 41 gi|219846108|ref|NR_025698.1 
RNA, partial sequence 4158509 41600 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4160114 4160077 4 41 gi|219846107|ref|NR_025697.1 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 416159 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
125951 125919 1 33 gi| 265678978 |ref|NR_029286.1 
125918 127358 Actino: 
nomycineae; Actinomycetace 
203701 203663 1 39 gi| 265678927 |ref|NR_029235.1 
12 16S ribosomal RNA, complete sequence 203662 205201 
tyoglomaceae; Dictyoglomus 
269216 269184 1 33 gi|265678880|ref|NR_029186.1 


394452 Bacteria_16S 


polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, p 

Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. 
675944 675908 3 


394452 Bacteria_16S 
strain NGA 16S ribosomal 


Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 
394452 Bacteria_16S 764418 764386 1 33 gi|265678536|ref|NR_028840.1 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuo 


Bacteria; Firmicutes; Cl 


394452 Bacteria_16S 
Bacteria; Firmicutes; La 
394452 Bacteria_16S 
strain OS H1 16S ribosom 
Firmicutes; Clostridia; 
394452 Bacteria_16S 
strain DSS-3 16S ribosom 


4136778 4136741 4 
ribosomal RNA, partial sequence 


4138344 4138307 4 


4143040 4143003 4 
ribosomal RNA, 


4144606 4144569 4 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 


ribosomal RNA, 


849907 849875 4 


929414 929378 4 


41 
Entomoplasmatales; 
41 


41 


41 


Entomoplasmatales; 


41 
partial sequence 
Entomoplasmatales; 


41 


Tenericutes; Mollicutes; 


39 
RNA, partial sequence 


ostridia; 
33 


ctobacillales; 
36 
al RNA, partial sequence 
Clostridiales; 
40 
al RNA, partial sequence 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
4139910 4139873 4 
43 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
4141476 4141439 4 
ribosomal RNA, partial sequence 


Clostridiales; Veillo 
831919 831887 1 
moraviensis strain 330 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


gi|219846122 


4136739 41382 
Spiroplasmataceae; 


gi|219846121 


Entomoplasmatales; 


gi|219846120 


Entomoplasmatales; 


gi|219846119 


4141437 41429 
Spiroplasmataceae; 


gi|219846118 


4143001 41445 
Spiroplasmataceae; 


gi|219846117 


Entomoplasmatales; S 


gi| 265678598 


675861 67745 


gi|265678491 


gi| 265678479 


849874 85135 
Heliobacteriaceae; 


gi| 265678425 


artial sequenc 


Incertae S 


nellaceae; 


83188 
Enterococ 


ref 


ref 


rs 


ref 


ref 


ref 


ref 


ref 


Mit 
ref 


cus. 
ref 


138305 413982 
Spiroplasmatac 


4139871 414138 
Spiroplasmataceae; 


4144567 414608 
piroplasmataceae; 


6 Anaerobaculum 


6 833394 Entero 


NR_025712.1 


NR_025711.1 


NR_025710.1 


NR_025709.1 


NR_025708.1 


NR_025707.1 


e 269183 


edis; Thermo 
NR_028903.1 


suokella. 


NR_028794.1 


NR_028782.1 


ref 


Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 
Spiroplasma. 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma 
6 Spiroplasma 
Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 
Spiroplasma. 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 
Spiroplasma. 


Spiroplasma 
3 Spiroplasma 
Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


loricola Bacteria; 


Spiroplasma diminutum 


diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 
Dictyoglomus 
Dictyoglomus 
Thermoanaerobacterium 
270620 


anaerobacterium. 
Anaerobaculum mobile 


mobile Bacteria; 


Mitsuokella 
kella jalaludinii 


Enterococcus 
coccus moraviensis 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 
Heliorestis 


NR_028727.1 


Ruegeria pomeroyi 


929371 930833 Ruegeria pomeroyi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 


394452 Bacteria_16S 1109295 1109259 3 39 gi|265678302|ref|NR_028604.1| Collinsella 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 
394452 Bacteria_16S 1168280 1168244 3 39 gi|228719827|ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
394452 Bacteria_16S 1200094 1200062 4 36 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 
394452 Bacteria_16S 1204708 1204672 3 39 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
394452 Bacteria_16S 1343883 1343851 1 33 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 
394452 Bacteria_16S 2325293 2325261 1 33 gi|219857512|ref|NR_025100.1] Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
394452 Bacteria_16S 2337186 2337154 4 36 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
394452 Bacteria_16S 2338735 2338703 4 36 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
394452 Bacteria_16S 2507033 2507001 1 33 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 
394452 Bacteria_16S 2630469 2630433 4 40 gi|219857238|ref|NR_024866.1| Methylarcula terricola 
strain hl 16S ribosomal RNA, partial sequence 2630432 2631792 Methylarcula terricola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 
394452 Bacteria_16S 2665122 2665090 1 33 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
394452 Bacteria_16S 2873666 2873634 1 33 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 
394452 Bacteria_16S 3323756 3323724 1 33 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
394452 Bacteria_16S 3340409 3340377 1 33 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
394452 Bacteria_16S 3341936 3341904 1 33 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
394452 Bacteria_16S 3344983 3344951 1 33 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
394452 Bacteria_16S 3355735 3355697 1 39 gi|219846679|ref|NR_026271.1| Dermabacter hominis 


strain DSM 7083 1 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


394452 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


394452 Bacteria_16S 


strain DSM 44070 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
394452 Bacteria_16S 


06 Dermabacter hominis Bacteria; 


ococcineae; Dermabacteraceae; Dermabacter. 

3357296 3357258 1 39 gi|219846678|ref|NR_026270.1| Brachybacterium 
ain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Brachybacterium. 

3358860 3358822 1 39 gi|219846677|ref|NR_026269.1| Brachybacterium 
in CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Brachybacterium. 

3494672 3494640 1 33 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 

16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Thermocrispum. 


394452 Bacteria_16S 3966881 3966845 4 40 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

394452 Bacteria_16S 3977114 3977078 4 40 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 


394452 Bacteria_16S 298040 298001 1 40 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
394452 Bacteria_16S 331678 331643 1 36 gi|265678839|ref|NR_029144.1]| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 


thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 
394452 Bacteria_16S 372186 372151 4 39 gi| 265678806 |ref|NR_029111.1| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 
394452 Bacteria_16S 462949 462914 4 39 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
394452 Bacteria_16S 592445 592410 4 39 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
394452 Bacteria_16S 624251 624220 1 32 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
394452 Bacteria_16S 677544 677509 4 39 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


394452 Bacteria_16S 711824 711793 1 32 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
394452 Bacteria_16S 767474 767439 4 39 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

394452 Bacteria_16S 796649 796610 1 39 gi|265678514|ref|NR_028817.1| Paenibacillus 


naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

394452 Bacteria_16S 833482 833447 4 39 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 
subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 
394452 Bacteria_16S 834984 834949 4 39 gi|265678489|ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 
394452 Bacteria_16S 1070222 1070187 4 39 gi|265678330|ref|NR_028632.1| Tistrella mobilis 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 

394452 Bacteria_16S 1141113 1141078 4 39 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 


394452 Bacteria_16S 1390577 1390542 4 39 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
394452 Bacteria_16S 1395145 1395110 1 36 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 
strain KA3 16S ribosomal RNA, partial sequence 1395106 1396548 Marinitoga piezophila KA3 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 

394452 Bacteria_16S 1399616 1399581 4 39 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

394452 Bacteria_16S 1419138 1419107 1 32 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

394452 Bacteria_16S 1443912 1443877 4 39 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 
394452 Bacteria_16S 2109854 2109823 1 32 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
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3899385 3899351 4 
S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
394452 Bacteria_16S 
alkenivorans stra 
alkenivorans Bacteria; 
Desulfatibacillum. 
394452 Bacteria_16S 
strain NRRL B-161 
Bacteria; Actinob 
394452 Bacteria_16S 
alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; 
394452 Bacteria_16S 
strain F 16S ribo 


4026222 4026184 1 
in PF2803 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
4032432 4032402 1 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
4058004 40579701 
rain YIM 70010 16S ribosomal RNA, partial sequen 
cteria; Actinobacteria; Actinobacteridae; 
Citricoccus. 


Firmicutes; 
219218 219185 1 
in BD 53 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillaceae; 
299535 299502 7 
in ST-6 16S ribosomal RNA, partial sequence 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; 
322315 322286 1 
ibosomal RNA, 


410544 410511 1 


Firmicutes; 

424515 424478 4 
RNA, partial sequence 
avobacteriales; 
476598 476565 4 


Rhodobacterales; 
528765 528728 1 


39 
Bacillales; 
31 


31 


31 


31 


39 


34 


38 


39 


3L 


35 


83070 10 39 


somal RNA, partial sequence 83062 
Clostridiales; 


86099 10 39 
Clostridia; 


34 


Bacillales; 
40 


strain Wt/la 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 


Deinococci; 


Deinococcales; 


gi 


Staphylococcus. 


gi 


gi 


gi 


gi 


gi 
37 


gi 


Ruminococcus. 


31 gi 

38 
Incertae 
39 gi 


Deltaproteobacteria; 


gi 
38 


gi 


gi 


gi 


gi 


84529 
Ruminococcaceae; Anaerofilum. 


gi 


ain Fae 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


gi 


30 gi| 265678845 
complete sequence 322285 32381 
Halanaerobiales; Halanaerobiaceae; Haloth 
37 gi| 265678818 
355741 35715 
Sphingomonadales; Sphingomon 
34 gi| 265678780 
GDA154 16S ribosomal RNA, partial sequence 
Lactobacillales; Lactobacillacea 
41 gi| 265678771 
424476 425990 Formo 
Flavobacteriaceae; Formosa. 
37 gi| 265678733 
476563 478023 Parac 
Rhodobacteraceae; Paracoccu 
38 gi| 265678699 


219856847 


219846613 


219846584 


219846519 


219846481 
36360 


219846369 
91066 37925 


219846339 


219846314 
71442 38729 
Sedis; 
219846305 
sequence 


219846295 
99350 39007 


219846205 
Desul 
219846201 
40324 


Glyc 
219846181 


Actino: 


265679007 
Anaer 


265679005 


Ru 
265678916 


Geoba 
265678860 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


acea 
ref 


2913371 291486 


50 3445854 Succi 
Succiniclasticum. 


36 3585946 Phasc 


Phascolarctobacterium. 


55 Acholeplasma 


3885428 388697 
Desulf 


4026183 402770 


NR_024666.1 


NR_026205.1 


NR_026176.1 


NR_026111.1 


NR_026073.1 


NR_025960.1 
eplasma. 
NR_025929.1 


cus albus 7 


NR_025904.1 


NR_025895.1 
uromonadales 
NR_025885.1 


e; 
NR_025795.1 


Staphylococcus 
3 Staphylococcus 


Succiniclasticum 


niclasticum ruminis 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
Cellulomonadaceae; 


Actinotalea. 
Phascolarctobacterium 


olarctobacterium faecium 


Mycobacterium duvalii 


02 3637503 Mycobacterium duvalii 
Corynebacterineae; Mycobacteriaceae; 


Acholeplasma oculi 


oculi Bacteria; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 
Gemella. 


Geobacter 
3 Geobacter 
; Geobacteraceae; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
Roseibium. 


Desulfatibacillum 
6 Desulfatibacillum 


fobacterales; Desulfobacteraceae; 
ref|NR_025791.1| Glycomyces arizonensis 
01 4033899 Glycomyces arizonensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025771.1| Citricoccus 
ce 4057969 4059448 Citricoccus 
mycetales; Micrococcineae; 
ref|NR_029315.1| Anaerofilum agile 
ofilum agile Bacteria; Firmicutes; 
ref |NR_029313.1| Anaerofilum 

86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_029224.1| Geobacillus 

219184 220608 Geobacillus 
cillus. 
ref|NR_029166.1| Mycoplasma 

299496 300945 Mycoplasma 
Mycoplasma. 
ref|NR_029150.1| Halothermothrix orenii 
8 Halothermothrix orenii Bacteria; 
ermothrix. 
ref|NR_029123.1| Sphingopyxis terrae 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_029085.1| Lactobacillus 

410506 412073 Lactobacillus 
e; Lactobacillus. 
ref|NR_029076.1| Formosa algae strain 
sa algae Bacteria; Bacteroidetes; 
ref|NR_029038.1| Paracoccus yeei strain 
occus yeei Bacteria; Proteobacteria; 
Ss. 
ref|NR_029004.1| Deinococcus indicus 


528726 530192 Deinococcus indicus Bacteria; 


Deinococcaceae; 


Deinococcus. 


394452 Bacteria_16S 678989 678956 4 


grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; 


394452 Bacteria_16S 842507 842470 4 


strain AMX51 16S 


394452 Bacteria_16S 851448 851411 1 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 


Kineosporiaceae; Kineococcus. 

394452 Bacteria_16S 981659 981622 4 
strain BARC318 16S ribosomal RNA, 
Tenericutes; Mollicutes; 
394452 Bacteria_16S 1103186 1103153 1 
strain D2-18 16S 
Firmicutes; Clostridia; 
394452 Bacteria_16S 
strain L1-82 16S 
Bacteria; Firmicutes; 
394452 Bacteria_16S 


Clostridiales; 
1383134 13831011 


Clostridia; 
1425332 1425303 1 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 
violaceolatus Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 1986227 1986194 1 


ferrugineus strain Cb fel8 16S ribosomal RNA, 


ferrugineus Bacteria; Proteobacteria; 
Cystobacteraceae; Cystobacter. 
394452 Bacteria_16S 2503959 2503926 1 


olearium strain SR1 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
394452 Bacteria_16S 

strain SMCC W459 
Firmicutes; Clostridia; Clostridiales; 
394452 Bacteria_16S 2627352 2627323 1 


Clostridia; 
2598128 2598096 1 


halotolerans strain NN 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
394452 Bacteria_16S 


Bacillales; 
2663560 2663527 1 


parasanguinis strain ATCC 15912 16S ribosomal RNA, partia 
Firmicutes; 


parasanguinis ATCC 15912 Bacteria; 
394452 Bacteria_16S 2770091 2770059 1 
strain IFO 16295 


394452 Bacteria_16S 
strain IFO15718 1 
Firmicutes; Bacillales; Bacillaceae; 
394452 Bacteria_16S 2925554 2925521 4 


2875253 2875224 1 


carotinifaciens strain E-396 16S ribosomal RNA, 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


394452 Bacteria_16S 2961706 2961677 1 


strain 176 16S ribosomal RNA, partial sequence 
Streptococcaceae; 


Firmicutes; Lactobacillales; 
394452 Bacteria_16S 3488687 3488654 5 
strain DSM 7345 1 
Proteobacteria; 


394452 Bacteria_16S 3587545 3587508 1 


acetivorans strain A63 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfurel 


Bacteria; 
394452 Bacteria_16S 
strain CNS 2-75 1 


3683337 3683304 4 


394452 Bacteria_16S 4073125 4073096 1 
parascrofulaceum 
parascrofulaceum 


Mycobacteriaceae; Mycobacterium. 


394452 Bacteria_16S 39218 39180 1 39 gi| 265679037 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

394452 Bacteria_16S 92090 92052 1 39 gi| 265679001 


ferrireducens strain PAL-1 16S ribosomal RNA, 


ferrireducens Bacteria; Deferribacteres; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


complete sequence 981620 98314 
Entomoplasmatales; 


ribosomal RNA, partial sequence 
Clostridiales Family XIII. 


ribosomal RNA, partial sequence 
Clostridiales; 


16S ribosomal RNA, partial sequence 2598095 25994 


16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


6S ribosomal RNA, partial sequence 2875223 28767 
Bacillus. 


6S ribosomal RNA, partial sequence 3488653 34901 
Deltaproteobacteria; Desulfuromonadales; Desulfur 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacteridae; Acti 


37 gi|265678596|ref|NR_028901.1 
678955 680426 

Rhizobiales; Brucellac 

41 gi|265678484|ref|NR_028787.1 


842468 84394 


38 gi| 265678478 


41 gi| 265678389 
Entomoplasmataceae; E 
34 gi| 265678306 
1103152 11046 
34 gi|228716944 
1383100 13845 
Lachnospiraceae; 


30 gi| 224581441 


e; Actinomycetales; Strept 
34 gi|219878204|ref|NR_025343.1 
complete sequence 1986193 198770 
Deltaproteobacteria; Myxococcales; Cystobac 
34 gi| 219857379 |ref|NR_024967.1 
2503925 2505435 Sporob 
Clostridiales; Lachnospiraceae; Sporobacterium. 
33 gi| 219857269 |ref|NR_024900.1 
Peptococcaceae; Desulfotomaculum. 
30 gi|219857246|ref|NR_024876.1 
2627322 2628862 Gracil 
Bacillaceae; Gracilibacillus. 
34 gi|219857214|ref|NR_024842.1 


1 sequen 
illales; §s 
219857137 


Lactobac 


33 gi 


30 gi| 219856874 


37 gi| 219856839 
complete sequence 
Rh 
30 gi| 219856815 
2961676 29631 
Streptococcus. 


38 gi| 219846583 


38 219846517 
35875 
lales; D 


219846448 


gi 
37 gi 


llaceae; O 
219846170 
1 sequence 


30 gi 


e; Actinomycetales; 


Bosea. 
ref|NR_028781.1 

851409 852783 
Kineos 


ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 
ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_027557.1 


Roseburia. 
ref |NR_027223.1 
e 1425302 142681 


ce 2663526 266503 
treptococcaceae; 
ref|NR_024765.1 


Nocardiacea 
NR_024693.1 


eae; 
ref 


ref|NR_024658.1 
2925520 292697 
odobacterales; R 


ref|NR_024634.1 
71 Streptococcus 


ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref |NR_026039.1 


chrobactrum. 

ref|NR_025760.1 
4073095 407456 

nomycetales; Cor 


ref|NR_029345.1 
40723 Staphy 


complete sequence 
Deferribacterales; Defer 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Kineococcus 
Kineococcus 
poriineae; 


Entomoplasma freundtii 


freundtii Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Streptomyces 
1 Streptomyces 
omycineae; 


Cystobacter 
9 Cystobacter 


terineae; 


Sporobacterium 
acterium olearium 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Gracilibacillus 
ibacillus halotolerans 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Streptococcus porcinus 
porcinus Bacteria; 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Desulfurella 
urella acetivorans 
Desulfurella. 
Ochrobactrum anthropi 


56 Ochrobactrum anthropi Bacteria; 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Staphylococcus 
lococcus condimenti 


Geovibrio 


ref |NR_029309.1 
92051 93594 


ribacteraceae; G 


Geovibrio 
eovibrio. 


394452 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


394452 Bacteria_16S 


ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 


394452 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


394452 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


394452 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


394452 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


394452 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


394452 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


394452 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


394452 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


394452 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


394452 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


394452 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


394452 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


394452 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


pametensis strain 
pametensis Bacter 
Helicobacter. 


394452 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


394452 Bacteria_16S 
train DSM 10 16S ribosomal RNA, partia 


subtilis s 
subtilis B 


subsp. 
subsp. 


394452 Bacteria_16S 
M 4810 16S ribosomal RNA, partial sequ 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


394452 Bacteria_16S 


neglectum strain 


eria; 
394452 Bacteria_16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
295102 295062 1 41 gi 


psilonproteobacteria; Campylobacterale 
301033 300997 4 40 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
304074 304034 1 41 gi 
ribosomal RNA, complete sequence 


motogales; Thermotogaceae; Thermotoga. 


ribosomal RNA, partial sequence 


eria; Proteobacteria; Deltaproteobacte 
909244 909212 1 33 gi 
in HESP1 16S ribosomal RNA, partial se 
Firmicutes; Clostridia; Clostrid 
1127472 1127432 1 41 gi 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


1203199 1203163 3 39 gi 
13280 16S ribosomal RNA, partial seque 
Coriobacteridae; Coriob 


1314686 1314658 1 29 gi 
Bacil 


gi 


acteria; Firmicutes; Bacillales; 
1345411 1345383 1 29 


ria; 


ria; 


nce 


273748 27524 


265678863 


6S ribosomal RNA, partial sequence 295056 29653 
Helicob 


S; 
265678859 


300996 30245 


265678857 


304028 30558 


665236 66673 


265678438 


quence 
iales; 


253680771 


1 sequence 
Campy 


228715356 


228716557 


1 sequence 
laceae; 


228720938 


ence 13453 


Desul 


Clo 


12031 
acteriales 


Ba 


93684 93646 1 39 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
bosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

116810 116782 1 29 gi| 265678984 |ref|NR_029292.1| Corynebacterium 
CTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

163905 163867 1 39 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

232762 232726 4 40 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
n 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
ria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

273787 273755 7 39 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 
ref|NR_029169.1| Helicobacter mustelae 
6 Helicobacter mustelae Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029165.1| Mycoplasma pirum 

2 Mycoplasma pirum Bacteria; 


ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


313346 313318 1 29 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
3 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

580366 580338 1 29 gi| 265678665 |ref|NR_028970.1| Mycobacterium 
in 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

648873 648841 4 36 gi|265678618|ref|NR_028923.1| Methylocapsa 
B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
acteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

665275 665237 1 39 gi|265678605|ref|NR_028910.1| Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


ridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

687941 687909 1 33 gi|265678590|ref|NR_028895.1| Desulfobacterium 
in NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

852871 852835 1 37 gi| 265678477 |ref|NR_028780.1| Desulforegula 
in Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 


fobacterales; Desulfobacteraceae; 
ref|NR_028740.1 
909211 910743 
stridiaceae; Clo 
ref|NR_028019.1 
1127427 112890 


lobacterales; He 


Clostridium 
Clostridium 
stridium. 
Helicobacter 

7 Helicobacter 
licobacteraceae; 


ref|NR_027528.1 
62 1204620 Collin 
Coriobacterine 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


’ 


ref|NR_027552.1 
1314657 131617 

cillus. 

ref|NR_027599.1| Brachybacterium 

82 1346861 Brachybacterium faecium DSM 


Bacillus subtilis 
3 Bacillus subtilis 


tinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
1446969 1446933 1 a7 gi|224581422|ref|NR_027203.1| Mogibacterium 
P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 
394452 Bacteria_16S 1451396 1451368 1 29 gi|224581419|ref|NR_027200.1| Micromonospora 


endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


1451367 1452843 Micromonospora 


394452 Bacteria_16S 1661996 1661968 1 29 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
394452 Bacteria_16S 1663536 1663508 1 29 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
394452 Bacteria_16S 1665060 1665032 1 29 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
394452 Bacteria_16S 1672628 1672600 1 29 gi|219878426|ref|NR_025565.1]| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
394452 Bacteria_16S 1678690 1678662 1 29 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
394452 Bacteria_16S 1689315 1689287 1 29 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
394452 Bacteria_16S 1701731 1701703 1 29 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
394452 Bacteria_16S 1706277 1706249 1 29 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
394452 Bacteria_16S 1747380 1747352 1 29 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 
394452 Bacteria_16S 1806478 1806450 1 29 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
394452 Bacteria_16S 1815675 1815647 1 29 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

394452 Bacteria_16S 1823330 1823302 1 29 gi|219878320|ref|NR_025459.1 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

394452 Bacteria_16S 1876534 1876506 1 29 gi| 219878283 |ref|NR_025422.1 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 187800 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

394452 Bacteria_16S 1937377 1937349 1 29 gi|219878236|ref|NR_025375.1 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 193875 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Brevibacteriaceae; Brevibacterium. 

394452 Bacteria_16S 1967784 1967756 1 29 gi|219878216|ref|NR_025355.1 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 19691 

Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

394452 Bacteria_16S 1973671 1973643 1 29 gi|219878212|ref|NR_025351.1 
strain 581 16S ribosomal RNA, partial sequence 1973642 19751 

Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

394452 Bacteria_16S 2335789 2335757 4 36 gi|219857504|ref|NR_025092.1 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 233710 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodo 
Roseinatronobacter. 

394452 Bacteria_16S 2558135 2558107 5 33 gi|219857338|ref|NR_024926.1 
strain SR12 16S ribosomal RNA, partial sequence 2558106 25596 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

394452 Bacteria_16S 2559694 2559666 1 29 gi|219857337|ref|NR_024925.1 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 25611 

Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

394452 Bacteria_16S 2625836 2625808 1 29 gi| 219857247 |ref|NR_024877.1 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 262727 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
Propionibacteriaceae; Tessaracoccus. 

394452 Bacteria_16S 2719189 2719157 1 33 gi|219857175|ref|NR_024803.1 
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yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

394452 Bacteria_16S 2868929 2868897 1 33 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
394452 Bacteria_16S 2963255 2963223 1 33 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
394452 Bacteria_16S 3022557 3022529 1 29 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
394452 Bacteria_16S 3028612 3028584 1 29 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

394452 Bacteria_16S 3039285 3039257 1 29 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

394452 Bacteria_16S 3051457 3051419 1 39 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

394452 Bacteria_16S 3173594 3173566 1 29 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
394452 Bacteria_16S 3199643 3199615 1 29 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
394452 Bacteria_16S 3223718 3223690 1 29 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 
394452 Bacteria_16S 3237410 3237372 1 39 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 
394452 Bacteria_16S 3325282 3325250 1 33 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
394452 Bacteria_16S 3326804 3326772 1 33 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
394452 Bacteria_16S 3328323 3328291 1 33 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
394452 Bacteria_16S 3329848 3329816 1 33 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
394452 Bacteria_16S 3331376 3331344 1 33 gi| 219846697 |ref|NR_026289.1| Pilimelia anulata 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
394452 Bacteria_16S 3343455 3343423 1 33 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
394452 Bacteria_16S 3346509 3346477 1 33 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
394452 Bacteria_16S 3348035 3348003 1 33 gi|219846685|ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
394452 Bacteria_16S 3464339 3464307 1 33 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

394452 Bacteria_16S 3471942 34719141 29 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
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ref|NR_025526.1| Mycobacterium 

1730570 1732062 Mycobacterium 
Corynebacterineae; 


ref|NR_025262.1| Nitratireductor 
2097632 2099087 Nitratireductor 

Phyllobacteriaceae; 

ref|NR_025248.1| Novosphingobium 

92 Novosphingobium 

Sphingomonadales; Sphingomonadaceae; 


Swaminathania 
2 Swaminathania 


ref 
2 


NR_025217.1 
159648 216110 


Rhodospirillales; Acetobacteraceae; 


ref|NR_025085.1| Paenibacillus 
86 2346268 Paenibacillus granivorans 


ref|NR_025048.1| Hyphomicrobium 
2399427 2400873 Hyphomicrobium 


394452 Bacteria_16S 


strain SCH-89 16S 


2535870 2535835 4 39 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


394452 Bacteria_16S 


strain VP-6 16S r 


2537229 2537194 4 39 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


394452 Bacteria_16S 


strain VP-5 16S r 


2538633 2538598 4 39 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


394452 Bacteria_16S 


strain MHS-3 16S 


2541368 2541333 4 39 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


394452 Bacteria_16S 


strain FI-25796 1 


2593530 2593503 1 28 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


394452 Bacteria_16S 


limicola strain §S 
Bacteria; Bactero 


394452 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


394452 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


394452 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
394452 Bacteria_16S 


strain F98.3HR69 


2741763 2741728 4 39 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2878398 2878367 1 32 gi 


laceae; Bacillus. 

2936075 2936040 4 39 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


2964803 2964772 4 35 
bosomal RNA, partial sequence 
Sphingomonadales; 
32 gi 


gi 


3098154 3098123 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


394452 Bacteria_16S 


strain DSM 20138 


3402832 3402801 1 32 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


394452 Bacteria_16S 


strain DSM 20315 


3452172 34521411 32 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


394452 Bacteria_16S 


strain DSM 20550 


3455219 3455188 1 32 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


394452 Bacteria_16S 


strain DSM 20541 
Actinobacteria; A 


394452 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


394452 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


394452 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


394452 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


394452 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


394452 Bacteria_16S 


strain DSM 20133 
Actinobacteria; A 


394452 Bacteria_16S 


3456751 3456720 1 32 gi 
ctinobacteridae; Actinomycetales; Micr 
3458252 34582211 32 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3459775 3459744 1 32 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

3461293 3461262 1 32 gi 
ctinobacteridae; Actinomycetales; Micr 
3462816 3462785 1 32 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 

3465862 3465831 1 32 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
3468906 3468875 1 32 gi 
ctinobacteridae; Actinomycetales; Micr 
3478054 3478023 1 32 gi 


219857353 


2535834 25371 


yphomonada 
219857352 


2537193 25385 


yphomonada 
219857351 


2538597 25399 


yphomonada 
219857349 


2541332 25426 


yphomonada 
219857272 


6S ribosomal RNA, partial sequence 2593502 25949 


nebacterin 
219857159 
ce 27417 
S; 
219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 


219856832 
equence 
a; 


219856812 


2964771 29662 


Sphingomon 
219846856 


16S ribosomal RNA, partial sequence 3098122 30995 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846608 


16S ribosomal RNA, partial sequence 3452140 34536 


ococcineae 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 


ococcineae 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


ococcineae 
219846603 
al sequenc 
e; 


219846602 
te sequenc 
ae; Actino: 


, 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846598 


sequence 
Actinomyce 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 
219846590 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 34794 


Actinobacteria; A 


394452 Bacteria_16S 


ctinobacteridae; Actinomycetales; Acti 
3499203 3499172 9 40 gi 


nomycineae 
219846576 


Flavoba 


Rhodosp 


ref|NR_024941.1 


; Hyphomonas 
NR_024940.1 


ceae 
ref 


v 


NR_024939.1 


ceae 
ref 
; Hyphomona 
NR_024937.1 


ceae 
ref 
ceae; Hyphomonas 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref|NR_024691.1 
lus flexus Bacte 


ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


ref |NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref |NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref|NR_026200.1 


7 Mi 


crococcacea 


e 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Hyphomonas. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Ss. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Flavobacterium 
acterium limicola 
obacterium. 

Bacillus flexus strain 
ria; Firmicutes; 


Acidiphilium 
9 Acidiphilium 


bacteraceae; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


ref|NR_026198.1| Arthrobacter agilis 


agilis Bacteria; 


Actinomycet 


68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref |NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026190.1 
3465830 346730 
tales; Micrococc 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref |NR_026182.1 
* Ac 
ref 


tinomycetace 


, 


Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


, 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter 
1 Arthrobacter 


ineae; Micrococcaceae; 


Arthrobacter citreus 


citreus Bacteria; 


v 


Arthrobacter. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Cetobacterium ceti 


NR_026168.1 


strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 


Fusobacteria; Fus 


obacteriales; Fusobacteriaceae; Cetoba 


cterium. 


394452 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


paraputrificum st 
paraputrificum Ba 


394452 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


394452 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


394452 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


394452 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


394452 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


394452 Bacteria_16S 


strain 653 16S ri 
Firmicutes; Clost 


394452 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


394452 Bacteria_16S 


modestum strain G 
modestum Bacteria 


394452 Bacteria_16S 
16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
ctinobacteridae; Actinomycetales; Micrococcineae; 
265678814 
sequence 
Actinomycetales; 


strain YIM 70081 
Actinobacteria; A 


394452 Bacteria_16S 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


394452 Bacteria_16S 


strain YIM 70085 


xinjiangensis str 


xinjiangensis Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Nesterenkonia. 


3518885 3518850 4 39 gi 
16S ribosomal RNA, partial sequence 
3549604 3549573 1 


32 gi 


612 Bacteria; Bacteroidetes; 


3606058 3606023 4 39 gi 


avobacteria; Flavobacteriales; 
3788094 3788063 4 35 gi 


3788062 378 


360242 360208 1 35 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


421362 421332 1 31 gi 


426072 426042 1 31 gi 
ain YIM70097 16S ribosomal RNA, partia 


394452 Bacteria_16S 


halotolerans stra 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 
394452 Bacteria_16S 


strain Met-12 16S 
Thermotogae; 


Firmicutes; Bacil 


394452 Bacteria_16S 
strain R 16086 16S ribosomal RNA, 


Firmicutes; Bacil 


394452 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; 


strain NCTC 13004 
Bacteria; 


strain 21F-2 16S 


Acetobacter. 


394452 Bacteria_16S 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 


Thermotogales; 
394452 Bacteria_16S 
strain R 16089 16S ribosomal RNA, 


Clostridia; 
394452 Bacteria_16S 


Proteobacteria; Epsilonproteobacteria; Campyl 
394452 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
394452 Bacteria_16S 
indonesiensis strain 5H-1 16S ribosomal RNA, partial se 
indonesiensis Bacteria; Proteobacteria; Alphaproteobact 


427624 427594 1 31 gi 
in YIM70093 16S ribosomal RNA, partial 


450705 450667 1 39 
ribosomal RNA, partial sequence 
Thermotogaceae; 
452259 452221 1 


gi 


Petrotoga. 
39 gi 
complete sequence 
lales; Macrococcus. 
453858 453820 1 39 
complete sequence 
lales; Macrococcus. 
548536 548510 1 27 
ribosomal RNA, partial sequence 


gi 


gi 


Clostridiales; Veillonellaceae; 
971140 971102 1 39 gi 
16S ribosomal RNA, partial sequence 
1079054 1079020 4 


38 gi 


1092775 1092741 4 38 gi 


1095664 1095630 4 


38 gi 


cteria; Firmicutes; Clostridia; 
3604519 3604484 4 39 gi| 219846503 
ATCC 33612 16S ribosomal RNA, partial sequence 


Flavobacteria; 


Flavobact 


219846563 


219846543 


219846502 


219846371 


9489 Ehrlichia 


al sequence 


eriaceae; 


ref|NR_026155.1| Mycoplasma genitalium 


3518849 3520338 Mycoplasma genitalium 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
394452 Bacteria_16S 
rain ATCC 25780 16S ribosomal RNA, parti 


ref|NR_026135.1| Clostridium 


3549572 3551038 Clostridium 


Clostridiales; Clostridiaceae; Clostridium. 


ref|NR_026095.1| Capnocytophaga 
3604483 3605971 Capnocytophaga 


Flavobacteriales; Flavobacteriaceae; 


ref|NR_026094.1| Capnocytophaga 


ATCC 33624 16S ribosomal RNA, partial sequence 3606022 3607474 Capnocytophaga 

ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
3701423 3701388 4 39 gi|219846435|ref|NR_026026.1| Gelidibacter algens 

ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter algens Bacteria; 


Gelidibacter. 
ref|NR_025962.1| Ehrlichia muris strain 
muris Bacteria; Proteobacteria; 


265678773 
16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
394452 Bacteria_16S 


265678769 
sequence 
Actinomycetales; 


265678753 
450666 45216 


265678752 
452220 45376 


265678751 
453819 45536 


265678686 
548509 55004 


Rhodospirillales; Ac 


265678312 


ref|NR_029119.1 

360205 361665 
Micrococ 
ref|NR_029078.1 
Yaniellaceae; 
ref|NR_029075.1 


426041 427535 
Microc 


ref|NR_029074.1 
427586 429077 
Coryneb 


ref|NR_029058.1 


ref|NR_029057.1 
ref |NR_029056.1 
ref 


NR_028991.1 


ref |NR_028698.1 


ref|NR_028625.1 
Acetobac 
ref|NR_028616.1 

1092739 109419 


Micrococcaceae; 


ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 

16505 16479 a 27 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

25789 25763 1 27 gi|265679046|ref|NR_029354.1| Clostridium roseum 
bosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

28796 28770 1 27 gi|265679044|ref|NR_029352.1| Lactobacillus 
in LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

231190 231160 9 39 gi|265678908|ref|NR_029216.1| Propionigenium 
ra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

358696 358666 1 31 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 


lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
ococcineae; 
265678770 
1 sequence 
e; Actinomycetales; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Corynebacterium 
Corynebacterium 


acterineae; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 
Sporomusa. 
265678396 

971100 972566 Campyl 
obacterales; Campylobacter 
265678323 
1079018 10804 


Campylobacter lanienae 
obacter lanienae 

aceae; Campylobacter. 
Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 
Acetobacteraceae; 
265678314 
quence 
eria; 


ter. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


ref|NR_028614.1 
1095628 109707 


Acetobacter 
0 Acetobacter 


orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 
394452 Bacteria_16S 


1101626 1101593 1 


35 


strain 14 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


394452 Bacteria_16S 
moniliformis DSM 
DSM 12112 Bacteria; 
394452 Bacteria_16S 


Mi268 16S ribosomal RNA, partial sequence 
Weissella. 


Lactobacillales; 
394452 Bacteria_16S 


brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacterales; Thermoanaerobacteraceae; 


394452 Bacteria_16S 


melanesiensis strain BI429 16S ribosomal RNA, partial sequence 
Thermotogale 


melanesiensis BI4 
394452 Bacteria_16S 
strain s840-96-2 
Firmicutes; 
394452 Bacteria_16S 
lacusfryxellense 
lacusfryxellense 
394452 Bacteria_16S 
strain WAL 14325 
Fusobacteria; 
394452 Bacteria_16S 
rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 
394452 Bacteria_16S 


namibiensis strain HAG 010767 16S ribosomal RNA, partia 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomadura. 


Thermomonosporaceae; 
394452 Bacteria_16S 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 
Oerskovia. 


Cellulomonadaceae; 
394452 Bacteria_16S 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; 
Gulosibacter. 


Microbacteriaceae; 
394452 Bacteria_16S 
strain 3S-1 16S r 
Firmicutes; Bacil 
394452 Bacteria_16S 


radicidentis strain CCUG 36733 16S ribosomal RNA, parti 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
394452 Bacteria_16S 


anilini strain Anil 16S ribosomal RNA, partial sequence 


Bacteria; 
394452 Bacteria_16S 


taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


taiwanensis Bacteria; 
394452 Bacteria_16S 

marinus strain sr 
Bacteria; Synergi 
394452 Bacteria_16S 
dechloracetivoran 
dechloracetivoran 
Desulfovibrionaceae; 
394452 Bacteria_16S 
strain CCUG 43179 
Bacteria; Firmicutes; 
394452 Bacteria_16S 

strain LSv514 16S 
Proteobacteria; 
394452 Bacteria_16S 


Fusobacteria; 


29 Bacteria; 


Clostridia; 


Fusobacteriales; 


lales; 


stetes; 


s Bacteria; 


16S ribosomal RNA, 
Lactobacillales; 


1156182 1156152 9 


1287478 1287448 1 


1313121 1313095 1 


1331625 1331587 1 


1417660 1417634 1 


Clostridiales; 
1683312 1683286 1 


Firmicutes; 


1720021 1719991 9 


1726014 1725988 1 


1745890 1745864 1 


1804940 1804914 1 


1833919 1833893 1 


1870471 1870445 1 


Bacillaceae; 
1931387 19313611 


1978357 1978327 1 


2193123 2193089 5 


2350823 2350797 1 


Synergistia; 
2355420 2355382 1 


2464798 2464764 5 


2523701 2523669 1 


2564232 2564202 1 


Thermotogae; 


39 


31 


27 


39 


2d 


27 


Clostridia; 


39 


27 


27 


27 


27 


Zi 


ibosomal RNA, partial sequence 
Geobacillus. 


27 


31 


39 


27 


39 


39 


33 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


31 


gi 
11 


gi 


12112 16S ribosomal RNA, partial sequence 


Fusobacteriales; Fusobacteriace 


gi 


1287447 1289004 Weiss 


gi 


16S ribosomal RNA, 


Thermoanaerobact 


gi 


gi 


16S ribosomal RNA, partial sequence 1417633 14190 
Clostridiales Family XI. 


gi 


strain C/C-an/Bl 16S ribosomal RNA, part 


Bacteria; Clostridiales; 


gi 


16S ribosomal RNA, partial sequence 1719990 17214 


Fusobacteriaceae; Cetobacterium. 


gi 


DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


gi 


gi 


gi 


gi 


1870444 18719 


gi 


gi 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi 


Deinococci; 


gi 


12 16S ribosomal RNA, partial sequence 
Synergistales; 


265678308 
01592 11031 


228721492 
11561 


219846052 
228718892 
partial se 


228721494 


s; Thermot 
224581446 


I 
219878419 
ial sequ 
219878394 


219878390 
equence 


219878376 
1 sequence 
Actinomyc 


219878332 


219878312 


219878287 


219878240 
al 


219878209 
19783 
219857603 
Thermales; 


219857493 
23507 


ref 


ref 


ae; 


ref 


ref 


er. 


ref 


ref 


ref 


ref 


ref 


ref 


sequence 1804913 18063 
Actinomycet 


ref 


ref 


ref 


sequence 1931360 19327 
Actinomyceta 


ref 


26 1979852 Desul 


Des 
ref 


ND 


The 
ref 


Synergistaceae; 


gi 


s strain SF3 16S ribosomal RNA, partial 
Proteobacteria; 
Desulfovibrio. 


Deltaproteobacteria; 


gi 


complete sequence 
Lactobacillaceae; 


gi 


2523668 25251 


gi 


219857490 
sequence 


219857406 
24647 
Lactobac 
219857361 


Desulfobu 


ref 


Des 


ref 


63 2466330 Lactob 
illu 


ref 


219857291 


51 1157635 Strep 


ella 


quence 


1331586 13330 
ogaceae; 


ence 
Clo 


59 Cetobacterium 


1725987 17274 
ales 


1745863 17473 
etal 


1833888 18353 
Actinomycet 


193088 21945 


96 2352265 Dethio 


2355381 23569 


NR_028610.1 


NR_027615.1 


Streptobaci 
NR_025642.1 


NR_027577.1 
131309 


NR_027617.1 
9 
Thermos 
NR_027228.1 


NR_025558.1 

168328 
stridiaceae; 
NR_025533.1 


NR_025529.1 
7 


NR_025515.1 
0 
es; Streptos 
NR_025471.1 
9 
ales; Microc 
NR_025451.1 
1 
ales; Microc 


NR_025426.1 


NR_025379.1 
6 
les; 


NR_025348.1 
£ 
ulfobacterac 
NR_025191.1 
7 
rmaceae; Mei 
NR_025081.1 


Dethiosulfov 
NR_025078.1 
Bi 
ulfovibriona 


NR_024994.1 


Ss. 
NR_024949.1 


eae; Desulfo 


ref 


soli Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
; Microbacteriac 


eae; Agromyces. 
Streptobacillus 


tobacillus moniliformis 
1 


lus. 
Weissella soli strain 
Firmicutes; 


Thermoanaerobacter 
4 1314606 


Thermosipho 
7 Thermosipho 
ipho. 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


ncertae Sedis; Helcococcus. 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Cetobacterium somerae 
somerae Bacteria; 


Mycobacterium 
1 Mycobacterium 


; Corynebacterineae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Oerskovia 
8 Oerskovia 
occineae; 


Gulosibacter 
7 Gulosibacter 


occineae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 
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394452 Bacteria_16S 2726861 2726823 1 39 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

394452 Bacteria_16S 2890531 2890505 1 27 gi|219856862|ref|NR_024681.1]| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

394452 Bacteria_16S 2904155 2904129 1 27 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

394452 Bacteria_16S 3322222 3322196 1 27 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

394452 Bacteria_16S 3654434 3654404 4 34 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

394452 Bacteria_16S 3862374 3862337 4 41 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

394452 Bacteria_16S 3863894 3863857 4 41 gi|219846319|ref|NR_025909.1| Alistipes putredinis 
strain ATCC 29800 16S ribosomal RNA, partial sequence 3863852 3865319 Alistipes putredinis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 

394452 Bacteria_16S 3907004 3906970 4 38 gi|219846289|ref|NR_025879.1| Ureaplasma felinum 
strain FT2-B 16S ribosomal RNA, partial sequence 3906969 3908441 Ureaplasma felinum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

394452 Bacteria_16S 3908527 3908493 4 38 gi|219846288|ref|NR_025878.1| Ureaplasma diversum 
strain A417 16S ribosomal RNA, partial sequence 3908492 3909969 Ureaplasma diversum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

394452 Bacteria_16S 3910055 3910021 4 38 gi| 219846287 |ref|NR_025877.1| Ureaplasma 
canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 3910020 3911499 Ureaplasma 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

394452 Bacteria_16S 220685 220660 1 26 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

394452 Bacteria_16S 275335 275298 1 38 gi|265678876|ref|NR_029182.1| Helicobacter bilis 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

394452 Bacteria_16S 330027 329994 3 36 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
strain CC-1 16S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

394452 Bacteria_16S 446160 446127 4 37 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

394452 Bacteria_16S 565412 565379 5 38 gi|265678675|ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

394452 Bacteria_16S 581894 581869 1 26 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

394452 Bacteria_16S 633433 633404 9 38 gi|265678628|ref|NR_028933.1| Fusobacterium equinum 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

394452 Bacteria_16S 728829 728800 10 39 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

394452 Bacteria_16S 741082 741049 4 37 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 
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394452 Bacteria_16S 3467384 3467353 1 32 gi| 219846597 |ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

394452 Bacteria_16S 3780624 3780595 10 39 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

394452 Bacteria_16S 3801664 3801627 1 38 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

394452 Bacteria_16S 3818523 3818486 1 38 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

394452 Bacteria_16S 3826167 3826130 1 38 gi|219846345|ref|NR_025935.1| Helicobacter felis 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

394452 Bacteria_16S 4030882 4030857 1 26 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
394452 Bacteria_16S 4051967 4051930 4 41 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

394452 Bacteria_16S 4169168 4169131 4 41 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

394452 Bacteria_16S 4178396 4178359 4 41 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

394452 Bacteria_16S 4179975 4179948 4 31 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

394452 Bacteria_16S 4219380 4219343 1 38 gi|219846061|ref|NR_025651.1] Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

394452 Bacteria_16S 4220915 4220890 1 26 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

394452 Bacteria_16S 25 1 i 25 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

394452 Bacteria_16S 1564 1540 1 25 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

394452 Bacteria_16S 183696 183668 7 35 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

394452 Bacteria_16S 325436 325405 10 41 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

394452 Bacteria_16S 378299 378267 4 36 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

394452 Bacteria_16S 415365 415333 4 36 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
populi BJ001 16S ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 

394452 Bacteria_16S 493626 493598 1 29 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

394452 Bacteria_16S 631899 631875 5 29 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

394452 Bacteria_16S 634949 634925 1 25 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

394452 Bacteria_16S 672854 672830 1 25 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 


strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
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Actinomycetales; 
394452 Bacteria_ 


autotrophica stra 
autotrophica Bact 


Sulfurimonas. 
394452 Bacteria_ 


strain JCM 4837 1 


Pseudonocardineae; Actinosynnemataceae 
16S 1053599 1053567 1 33 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 
16S 1085028 1085004 1 


25 gi 


6S ribosomal RNA, partial sequence 1085003 10864 


81 Streptomyces 


; Actinosynnema. 

265678341|ref|NR_028643.1| Sulfurimonas 

uence 1053566 1055002 Sulfurimonas 

teria; Campylobacterales; Helicobacteraceae; 
265678319|ref|NR_028621.1| Streptomyces tauricus 


tauricus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 1222697 1222665 1 33 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

394452 Bacteria_16S 1369600 1369568 4 36 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 1370984 Oceanicola granulosus HTCC2516 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

394452 Bacteria_16S 1416118 1416094 1 25 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

394452 Bacteria_16S 1452923 1452895 1 29 gi|224581418|ref|NR_027199.1| Arthrobacter 


nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 
394452 Bacteria_16S 
rimosus st 
rimosus Ba 
Streptomycetaceae 
394452 Bacteria_16S 


subsp. 
subsp. 


strain MK27-91F2 


strain JCM 9114 1 


strain DSM 20285 


Firmicutes; 


strain CF-25 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
394452 Bacteria_16S 


strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
394452 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


394452 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


394452 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


394452 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


394452 Bacteria_16S 


Lacto 
394452 Bacteria_16S 


strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1487766 1487742 1 25 gi 
rain JCM 4667 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1573551 1573527 1 


v 


25 gi 


1575076 1575052 1 25 gi 


1917513 1917485 1 29 gi 
Pediococ 


gi 


bacillales; Lactobacillaceae; 

1957096 1957068 1 29 
ribosomal RNA, partial sequence 
Micr 
1958645 1958617 1 29 gi 
ribosomal RNA, partial sequence 
Micr 
2317620 2317584 5 41 gi 
acteria; Gammaproteobacteria; Xanthomo 
2319210 23191745 41 gi 
rain AMX 19 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2472437 2472405 1 33 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2641063 2641028 4 39 gi 


gi 


eltaproteobacteria; Desulfobacterales; 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
394452 Bacteria_16S 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
394452 Bacteria_16S 
16S ribosomal RNA, partial sequence 1917484 19190 


1957067 19585 


1958616 19601 


en 
na 


te 


2472404 24737 


6S ribosomal RNA, partial sequence 2641027 26425 


1 sequence 
ridae; Act 


219857134 
ete sequen 
ae; Actino 


219856868 


donocardin 
219856867 


donocardin 
219878249 


cus. 
219878223 


ococcineae; 


219878222 


ococcineae; 


219857517 
ce 23175 
dales; X 
219857516 
sequence 
ria; Xan 


82 


219857401 
74 
s; Syntrop 
219857230 
73 
Desulfoba 


2771626 2771602 1 25 gi 


219857136 


venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


inomycetales; Mi 


ref ma 
ce 1487741 14892 
myce 


ref 
00 Umezawaea tangerina Bacteria; 
eae; 
ref 
26 Lentzea waywayandensis Bacteria; 
eae; 
ref 
34 Pediococcus inopinatus Bacteria; 


ref 
65 Arthrobacter 


ref 
16 Arthrobacter 


ref 


anth 
ref 


thomonadales; 
ref 


hace 
ref 


cter 
ref 


1452894 1454381 Arthrobacter 


crococcineae; 


NR_024762.1 
2 


Pp 


rimosus 
rimosus 


Streptomyces 
5 Streptomyces 
tomycineae; 


tales; Stre 


NR_024687.1| Umezawaea tangerina 


Actinosynne 
NR_024686.1 


mataceae; Umezawaea. 
Lentzea waywayandensis 


Actinosynne 
NR_025388.1 


mataceae; Lentzea. 
Pediococcus inopinatus 


Arthrobacter luteolus 
luteolus Bacteria; 
crococcaceae; Arthrobacter. 
NR_025361.1| Arthrobacter albus 
albus Bacteria; 
crococcaceae; Arthrobacter. 
NR_025105.1| Pseudoxanthomonas 
2319121 Pseudoxanthomonas mexicana 
omonadaceae; Pseudoxanthomonas. 
NR_025104.1| Stenotrophomonas 
2319172 2320713 Stenotrophomonas 
Xanthomonadaceae; 


NR_025362.1 


’ 


Mi 


’ 


Mi 


NR_024989.1| Smithella propionica 
Smithella propionica Bacteria; 

ae; Smithella. 
NR_024858.1| Desulfocella halophila 
Desulfocella halophila Bacteria; 
aceae; Desulfocella. 

NR_024764.1| Streptomyces 
2771601 2773083 Streptomyces 
Streptomycineae; 


394452 Bacteria_16S 2773159 2773135 1 25 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
394452 Bacteria_16S 2774695 2774671 1 25 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


394452 Bacteria_ 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


394452 Bacteria_ 


transvaalensis st 
transvaalensis Ba 


394452 Bacteria_ 


subterraneus stra 
subterraneus Bact 


394452 Bacteria_ 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae; 
394452 Bacteria_1 


strain IMC S-0802 


Actinobacteria; Actinobacteridae; Actinomycetales; 
394452 Bacteria_1 
strain MK703-102F 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
394452 Bacteria_1 
collinoides strai 
collinoides Bacte 
394452 Bacteria_1 
strain 7 16S ribo 
Clost 
394452 Bacteria_16S 
cylindrosporum st 
cylindrosporum Ba 
394452 Bacteria_16S 
strain DS1 16S ri 
Clost 
394452 Bacteria_16S 
intermedius strai 
Proteob 
394452 Bacteria_16S 
australicum strai 
australicum Bacte 
394452 Bacteria_16S 
tyrofermentans st 


Clostridia; 


Firmicutes; 


Bacteria; 


tyrofermentans Ba 
Dermabacteraceae; 


394452 Bacteria_16S 


strain M17C 16S r 


strain DSM 2062 1 


strain DSM 20167 


strain DSM 20119 


histidinolovorans 
histidinolovorans 


16S 2776233 2776209 1 25 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 2794212 2794180 1 33 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; 


16S 2822850 2822818 1 33 gi 


16S 2830415 2830391 1 25 gi 

ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

6S 2831953 2831929 1 25 gi 


16S ribosomal RNA, partial sequence 


v 


6S 2833491 2833467 1 25 gi 
1 16S ribosomal RNA, partial sequence 
6S 2945163 29451311 33 gi 
Firmicutes; Lactobacillales; 
3031657 3031629 1 29 


ria; 
6S gi 
Clostridium. 

25 gi 


ridiales; Clostridiaceae; 
3033191 3033167 1 


cteria; Firmicutes; Clostridia; 
3034720 3034696 1 25 
bosomal RNA, partial sequence 

ridia; Clostridiales; 
3117715 3117681 4 
n TF2 16S ribosomal RNA, 


gi 


Clostridiaceae; 
38 gi 


3262958 3262930 4 32 gi 


3354173 3354135 1 39 
rain CNRZ 926 16S ribosomal RNA, 


gi 


Brachybacterium. 
3377095 3377064 1 32 
ibosomal RNA, partial sequence 


gi 


3393692 3393664 1 29 gi 


3399765 3399737 1 29 gi 


3401293 3401265 1 29 gi 


3404365 3404337 1 29 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


394452 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


394452 Bacteria_16S 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 


3470428 3470400 1 29 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3698398 3698360 1 39 gi 


Stre 


Clostr 


in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 


n M338-M1 16S ribosomal RNA, partial s 


Stre 


n JCM1123 16S ribosomal RNA, partial s 
Lact 


somal RNA, partial sequence 3031628 3033115 Clost 


rain HC-1 16S ribosomal RNA, partial s 
Clostr 


3034695 30361 


complete sequ 
acteria; Alphaproteobacteria; Rhodospi 


n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


compl 
cteria; Actinobacteria; Actinobacterid 


3377063 33785 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
394452 Bacteria_16S 
6S ribosomal RNA, partial sequence 3393663 33951 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
394452 Bacteria_16S 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
394452 Bacteria_16S 
16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
394452 Bacteria_16S 


ptomycinea 
219857132 

sequence 
Actinomyc 


e; 


219857120 
sequence 
idiales; C 
219856908 
uence 
ceae; Hydr 
219856903 
equence 
Actinomyc 


219856902 
28319 
ptomycinea 
219856901 
28334 
nebacterin 
219856826 
equence 
obacillace 
219846901 


e; 


219846900 
equence 

idiales; C 
219846899 


Clostridiu 
219846843 
ence 31176 
rillales; 

219846745 
al sequenc 
ia; Rhizob 
219846680 
ete sequen 
ae; Actino 


m. 


Ac 


219846664 


ococcineae; 


219846649 


occineae; 


oc : 


219846645 


ococcineae; 


219846644 


ococcineae; 


219846642 
artial seq 
ridae; Act 


ue 


219846595 
sequence 


Actinomycet 


219846437 


ref 
2776208 27776 
etal 


ref 
2794179 27955 
lost 
ref 
2822817 28243 
ogen 
ref 
2830390 28318 
etal 


ref 
28 2833415 Strep 


ref 
66 2834941 Nocar 
eae; 
ref a 
2945130 29466 
ae; 
ref 
ridi 


ref 
3033166 30346 
lost 
ref 
66 Clostridium disporicum Bacteria; 


ref 
80 3119160 Gluco 


ref rm 
e 3262929 32643 
iale 
ref 
ce 3354134 33556 
myce 


ref 
42 Kytococcus sedentarius Bacteria; 


ref 
47 Brevibacterium iodinum Bacteria; 


ref 
13 Arthrobacter 


ref 
49 Arthrobacter 


ref 


ref 
3470399 34718 


ref 
3698359 3699831 Desulfomicrobium apsheronum 


s 


s 


et 


De 


Br 


Mi 


Mi 


ne 


inomycetales; M 


al 


treptomycet 
NR_024760.1 
9 
es; Strepto: 
NR_024748.1 
7 
ridiaceae; 
NR_024729.1 
1 
obacter. 
NR_024724.1 
7 
es; Strepto: 
NR_024723.1 
t 
treptomycet 
NR_024722.1 


Nocardiacea 
NR_024645.1 
7 
Lactobacillu 
NR_026493.1 
um indolis B 


NR_026492.1 


4 
ridiaceae; C 
NR_026491.1 


NR_026435.1 
n 
obacteraceae 
NR_026337.1 
8 
S; Hyphomicr 
NR_026272.1 
4 
° 


tales; Micr 


NR_026256.1 


rmacoccaceae 
NR_026241.1 


evibacteriac 
NR_026237.1 


crococcaceae 
NR_026236.1 


crococcaceae 
NR_026234.1 
e 340433 
i 


NR_026187.1 
6 
Cc 


es; Microco 


NR_026028.1 


a 


a 


d 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Hydrogenobacter 
3 Hydrogenobacter 


Streptomyces 
7 Streptomyces 


mycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Lactobacillus 
8 Lactobacillus 
s. 
Clostridium indolis 
acteria; Firmicutes; 


Clostridium 

4 Clostridium 
lostridium. 

Clostridium disporicum 


Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Brachybacterium 

5 Brachybacterium 
coccineae; 


’ 


Kytococcus sedentarius 


; Kytococcus. 


Brevibacterium iodinum 


eae; Brevibacterium. 
Arthrobacter sulfureus 


sulfureus Bacteria; 


, 


Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter 
2 Arthrobacter 


cineae; Micrococcaceae; 


Desulfomicrobium 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 


394452 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


394452 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


394452 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


394452 Bacteria_16S 


strain CPJVR-H 16 
Actinobacteria; A 


394452 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


394452 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


394452 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


394452 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


394452 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


394452 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


394452 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; G 


394452 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


394452 Bacteria_16S 


strain HTCC2506 1 
Proteobacteria; A 


394452 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


394452 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


394452 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


394452 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; G 


394452 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


394452 Bacteria_16S 


strain 173-96 16S 
Proteobacteria; A 


394452 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


394452 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


394452 Bacteria_16S 


strain W16 16S ri 
Actinobacteria; A 


394452 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


3714937 3714905 7 39 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 
bosomal RNA, complete sequence 3714904 3716367 Mycoplasma pullorum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3860774 3860746 11 39 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
1 RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillaceae; Lactobacillus. 

3866930 3866899 10 41 gi|219846317|ref|NR_025907.1| Porphyromonas levii 

16S ribosomal RNA, partial sequence 3866893 3868368 Porphyromonas levii Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

4126102 4126078 1 25 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
ctinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

167087 167052 4 39 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
omal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

254285 254254 4 35 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

307232 307197 4 39 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

334791 334764 1 28 gi|265678834|ref|NR_029139.1| Bifidobacterium 
95 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 

336354 336327 1 28 gi| 265678833 |ref|NR_029138.1| Parascardovia 
n B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
ria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 

337923 337896 1 28 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 

384377 384342 4 39 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
bosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

390518 390483 4 39 gi|265678794|ref|NR_029099.1| Chitinimonas 
n cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

438510 438479 4 35 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
6S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
lphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

443041 443006 4 39 gi| 265678759 |ref|NR_029064.1| Croceibacter 

HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 

444581 444546 4 39 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
ain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

464448 464421 4 31 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
lphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

470482 470447 4 39 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

499767 499732 4 39 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
6S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

559324 559289 4 39 gi|265678679|ref|NR_028984.1| Roseomonas rosea 

ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

560859 560824 4 39 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
teria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 

602943 602908 1 36 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 

16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
cales; Desulfurobacteriaceae; Thermovibrio. 

674340 674317 1 24 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
bosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 

700025 699994 1 32 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 


ribosomal RNA, partial sequence 


lales; Paenibacillaceae; Paenibacillus 


699985 701422 Paenibacillus odorifer Bacteria; 


394452 Bacteria_16S 
strain TH-3 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
394452 Bacteria_16S 


lusitanum strain 
Bacteria; 


strain Uedal07 16 
Proteobacteria; 


strain Chj707 16S 
Bacteroidetes; Fl 


394452 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
394452 Bacteria_16S 


strain CFBP 5236 
Proteobacteria; 


strain CFBP 4188 
Proteobacteria; 


Salinivibrio. 


394452 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


394452 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


394452 Bacteria_16S 


strain 167 16S ri 
Proteobacteria; 


strain I-75 16S r 
Proteobacteria; 


strain DO 14784 1 
Proteobacteria; 


strain S5b2 16S r 
Proteobacteria; B 


394452 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


394452 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


394452 Bacteria_16S 


strain W1-2B 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
394452 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


394452 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


394452 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


394452 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


394452 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


Proteob 
394452 Bacteria_16S 


G 
394452 Bacteria_16S 


G 
394452 Bacteria_16S 


G 
394452 Bacteria_16S 
subsp. vallismort 
subsp. vallismort 


G 
394452 Bacteria_16S 


G 
394452 Bacteria_16S 


G 
394452 Bacteria_16S 


714953 714922 4 35 
ibosomal RNA, partial sequence 


gi 


737985 737950 4 39 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
770517 770482 4 39 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
799797 799766 5 36 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
822656 822621 4 39 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
844038 844003 4 39 gi 


a; 


ammaproteobacteria; Enterobacteriales; 
866761 866726 4 39 gi 


ammaproteobacteria; Xanthomonadales; X 
964969 964934 4 39 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


984809 
6S ribosomal 


984770 1 
RNA, 


39 gi 


986373 986338 4 39 gi 
9 16S ribosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Co: 
1068744 1068709 4 39 gi 
ribosomal RNA, partial sequence 


1088144 1088109 4 39 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1237961 1237930 4 35 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1239477 1239446 4 35 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1266466 1266431 4 39 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1489300 1489277 1 24 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


se 
ri 


eq 


ia 


al 


al 


394452 Bacteria_16S 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 


265678571 
714920 71638 
obacteriac 
265678555 
ence 73794 
riales; 
265678532 
770475 77198 
seudomonad 
265678512 
799765 80123 
cteriaceae; 
265678497 
sequence 


Burkhol 


265678483 
16S ribosomal RNA, partial sequence 844000 84550 
Enterobac 
265678467 
16S ribosomal RNA, partial sequence 866725 86827 
anthomonad 
265678401 
1 sequence 
eobacteria 


265678387 
complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678386 


98633 


acteria; Gammaproteobacteria; Enterobacteriales; 
987953 987918 4 39 gi| 265678385 
bosomal RNA, partial sequence 987916 98944 


ammaproteobacteria; Enterobacteriales; Enterobac 
989533 989498 4 39 gi| 265678384 
ibosomal RNA, partial sequence 989496 99101 


ammaproteobacteria; Enterobacteriales; Enterobac 
991104 991069 4 39 gi| 265678383 
6S ribosomal RNA, partial sequence 991068 99256 
ammaproteobacteria; Enterobacteriales; Enterobac 
1001876 1001841 4 39 gi| 265678376 
ibosomal RNA, partial sequence 1001834 10033 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1035277 1035242 4 39 gi| 265678354 
bosomal RNA, partial sequence 1035238 10367 


etaproteobacteria; Burkholderiales; Oxalobactera 
1036823 1036788 4 39 gi| 265678353 
bosomal RNA, partial sequence 1036784 10382 


mamonadace 
265678331 
1068707 10701 
aulobacter 
265678317 
ence 10881 
nadales; 
219878163 


P 


quence 


a; 


Rhizo 


219878162 


uence 


v 


Rhizob 
219846423 
1266430 12679 


obactera 


es; 


1507198 1507163 4 39 


gi 


219846947 


14892 
Cory 


219846303 


Ox 


ref|NR_028876.1| Aminobacter aganoensis 

6 Aminobacter aganoensis Bacteria; 

eae; Aminobacter 

ref|NR_028859.1 

8 739471 Herbas 

alobacteraceae; Herbaspirillum. 

ref |NR_028836.1| Cellvibrio japonicus 

3 Cellvibrio japonicus Bacteria; 

aceae; Cellvibrio. 

ref|NR_028815.1| Kaistella koreensis 

6 Kaistella koreensis Bacteria; 

; Kaistella. 

ref|NR_028800.1 
822620 824161 

deriales; Burkholderiaceae; Cupriavidus. 

ref|NR_028786.1| Samsonia erythrinae 

2 Samsonia erythrinae Bacteria; 

teriaceae; Samsonia. 

ref|NR_028770.1| Xanthomonas cynarae 

6 Xanthomonas cynarae Bacteria; 

aceae; Xanthomonas. 

ref|NR_028703.1| Salinivibrio costicola 

964933 966480 Salinivibrio costicola 

Vibrionales; Vibrionaceae; 


Herbaspirillum 
pirillum lusitanum 


Cupriavidus 
Cupriavidus 


’ 


ref|NR_028689.1 
5 Acholeplasma 
eplasma. 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriaceae; Citrobacter. 
ref|NR_028687.1| Citrobacter braakii 
5 Citrobacter braakii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028686.1| Citrobacter sedlakii 
7 Citrobacter sedlakii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028685.1| Citrobacter rodentium 
3 Citrobacter rodentium Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 
; Azovibrio. 
ref|NR_028656.1| Herbaspirillum putei 
33 Herbaspirillum putei Bacteria; 
ceae; Herbaspirillum. 
ref|NR_028655.1| Curvibacter gracilis 
67 Curvibacter gracilis Bacteria; 
ae; Curvibacter. 
ref|NR_028633.1| Brevundimonas nasdae 
33 Brevundimonas nasdae Bacteria; 
aceae; Brevundimonas. 
ref|NR_028619.1] Pseudomonas 
07 1089634 Pseudomonas psychrophila 
seudomonadaceae; Pseudomonas. 
ref|NR_025302.1| Aminobacter 
1237929 1239394 Aminobacter 
biales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025301.1| Aminobacter 

1239445 1240914 Aminobacter 
iales; Phyllobacteriaceae; Aminobacter. 
ref|NR_026014.1| Massilia timonae 
23 Massilia timonae Bacteria; 
ceae; Massilia. 
ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


Acholeplasma vituli 
vituli Bacteria; 


Citrobacter murliniae 
acter murliniae 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


ref 


NR_025893.1| Neisseria elongata 
1507158 1508633 Neisseria 


elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Neisseria. 


394452 Bacteria_16S 1564442 1564413 9 38 gi|219846059|ref|NR_025649.1| Leptotrichia 


goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

394452 Bacteria_16S 1565977 1565948 9 38 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

394452 Bacteria_16S 1567512 1567483 9 38 gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

394452 Bacteria_16S 1604343 1604316 1 28 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 


strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
394452 Bacteria_16S 1674151 1674128 1 24 gi|219878425|ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
394452 Bacteria_16S 1675650 1675627 1 24 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
394452 Bacteria_16S 1727546 1727523 1 24 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
394452 Bacteria_16S 1961690 1961655 4 39 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 
394452 Bacteria_16S 2170392 2170357 4 39 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
394452 Bacteria_16S 2171936 2171901 4 39 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
394452 Bacteria_16S 2183964 2183929 4 39 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 


ND 


394452 Bacteria_16S 2267740 2267709 4 35 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
strain Pl 16S ribosomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

394452 Bacteria_16S 2299479 2299448 4 35 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

394452 Bacteria_16S 2391922 2391887 4 39 gi|219857465|ref|NR_025053.1| Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
394452 Bacteria_16S 2432984 2432949 4 39 gi|219857432|ref|NR_025020.1| Flavobacterium 


frigidarium strain A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

394452 Bacteria_16S 2616659 2616636 1 24 gi|219857254|ref|NR_024885.1| Paralactobacillus 
selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

394452 Bacteria_16S 2639536 2639513 1 24 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
394452 Bacteria_16S 2748971 2748936 4 39 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 
394452 Bacteria_16S 2999891 2999868 1 24 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
394452 Bacteria_16S 3001457 3001434 1 24 gi|219846922|ref|NR_026514.1| Brevibacillus 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 


394452 Bacteria_16S 3025542 3025511 4 35 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
394452 Bacteria_16S 3156984 3156953 1 32 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

394452 Bacteria_16S 3176667 3176632 4 39 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 


strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


394452 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


394452 Bacteria_16S 


strain 1A-C 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
394452 Bacteria_16S 


strain DSM 4954 1 


strain NCTC 83785 
Bacteria; Proteob 


394452 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


394452 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


394452 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 


394452 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


394452 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


394452 Bacteria_16S 


UB-38 16S ribosom 
Betaproteobacteri 


394452 Bacteria_16S 


strain DSS12 16S 


Proteobacteria; G 


394452 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


394452 Bacteria_16S 


strain M6 16S rib 
Proteobacteria; A 


394452 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


394452 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


394452 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


394452 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


394452 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


394452 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


394452 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


394452 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


3268913 3268878 4 39 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3310105 3310082 1 24 gi 
ibosomal RNA, partial sequence 


gi 


3474999 34749761 24 


gi 


3626824 3626789 4 39 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3717877 3717842 4 39 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


3809213 3809178 4 39 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3815436 3815401 4 39 gi 
rain R3 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Gammaproteobac 


gi 


3887066 3887031 4 39 gi 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteri 
3888605 3888570 4 39 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3890141 3890106 4 39 gi 
al RNA, partial sequence 
a; Neisseriales; Neisseriaceae; Kingel 
3950323 3950288 4 39 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
4121560 4121525 4 39 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


6076 6043 

osomal RNA, partial 
lphaproteobacteria; Rhizobiales; 
112070 112044 1 27 

ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
113668 113642 1 27 gi 
ibosomal RNA, partial sequence 


4 
sequence 


38 gi 


Barto 
gi 


394452 Bacteria_16S 


strain Kl1l1 16S ri 


6033 


219846741 


3268876 32703 


ptothrix. 
219846713 


3310081 33114 
occineae 


oc 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
394452 Bacteria_16S 


ne 
219846487 


les; 
219846424 

equence 

a; 


219846356 


3809177 38107 
udomonad 


se 
219846352 

uence 

teria; 


219846304 
pa 
a; 

219846302 


3888563 38900 


eriaceae; 
219846301 


3890099 3891585 Kinge 


la 
219846258 


3950287 39517 
wanellac 


he 
219846135 

sequence 
cteria; 


265679059 
7437 

nellaceae; 
265678987 


112043 11359 
Syntrop 


S; 
265678986 


113641 11518 


bosomal RNA, partial sequence 


bacterin 
36267 


Neiss 


Chromat 


Chr 


rtial se 
Neisser 


Rh 


ref |NR_026333.1 


ref|NR_026305.1 


7 Bo 
ref 


goriellaceae 
NR_026184.1 


eae; Nocardiacea 
ref|NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026015.1 

3717841 371934 
iales; Halothiob 


ref|NR_025947.1 


aceae; Pseudomon 
NR_025943.1 
3815400 381690 
iales; Halot 


NR_025894.1 
ce 388702 
s; Neisseria 
NR_025892.1 


quen 
iale 
ref 


seria. 
NR_025891.1 
oralis Bacte 


Neis 
ref 
lla 
ref|NR_025848.1 
Shewanella 
ref|NR_025725.1 

4121524 412305 
odocyclales; Rho 


eae; 


ref |NR_029367.1 


tonella. 
NR_029295.1 


Bar 
ref 


hace 
ref 


ae; Syntroph 
NR_029294.1 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 
Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Halothiobacillus 

3 Halothiobacillus 

hiobacillaceae; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Kingella oralis strain 
ria; Proteobacteria; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 


eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

199012 198986 1 27 gi|265678930|ref|NR_029238.1| Pelobacter 
in WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 

217641 217607 4 38 gi| 265678917 |ref|NR_029225.1| Planctomyces 
n Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
ria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 

288861 288827 5 39 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

429162 429132 1 31 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
in YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

473614 473592 1 23 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

481206 481172 4 38 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
ain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
teria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

533269 533235 5 39 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 


533233 534757 Ottowia thiooxydans Bacteria; 


394452 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


394452 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


394452 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


394452 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


394452 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


394452 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


394452 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; G 


394452 Bacteria_16S 
13501 16S ribosomal RNA, 


Proteobacteria; B 


394452 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


394452 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


394452 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


394452 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


394452 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


394452 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


394452 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


394452 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


394452 Bacteria_16S 


strain 4-0 16S ri 
Actinobacteria; A 


394452 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


394452 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


394452 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


394452 Bacteria_16S 


strain CCUG 41706 
Actinobacteria; A 


663725 663699 1 27 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


671329 671295 4 38 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


684806 684776 1 31 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
795067 795041 1 27 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
813599 813567 4 36 gi 


acteria; Gammaproteobacteria; Thiotric 
1026123 1026089 1 35 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 
1110806 11107725 39 gi 
ammaproteobacteria; Alteromonadales; M 
1192492 11924585 39 gi 
complete sequence 
etaproteobacteria; Burkholderiales; Al 
1337673 1337639 5 39 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


1340704 1340675 1 30 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
1354504 1354470 4 38 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


1368016 1367978 1 39 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1490776 1490750 1 27 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1570512 1570478 4 38 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1738183 1738161 1 23 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1770095 1770073 1 23 gi 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

1780697 1780671 1 27 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1890527 1890505 4 26 


gi 


gi 


Bacillus. 
39 


lales; Bacillaceae; 


1896745 18967115 gi 
etaproteobacteria; Burkholderiales; Al 
1902649 1902627 1 23 gi 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 

1951186 1951164 1 23 gi 
16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Acti 


394452 Bacteria_16S 


6S ribosomal RNA, partial sequence 1110771 11122 


1192457 1193978 Borde 


16S ribosomal RNA, partial sequence 1890504 18919 


219878265 


16S ribosomal RNA, partial sequence 1896710 18982 


caligenace 
219878261 


1902626 19040 


219878227 
19511 
nomycineae 


2076274 2076252 1 23 gi 


219878138 


propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 


ref |NR_025404.1 


Bordetella. 
NR_025400.1 


ae; 
ref 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025277.1 

2076251 207775 


265678606 |ref|NR_028911.1] Anaerovorax 
quence 663698 665185 Anaerovorax 
ales; Clostridiales Family XIII. Incertae Sedis; 
265678601|ref|NR_028906.1| Pseudomonas 
ial sequence 671276 672778 Pseudomonas 
obacteria; Pseudomonadales; Pseudomonadaceae; 
265678592|ref|NR_028897.1| Desulfobacterium 
ce 684774 686292 Desulfobacterium indolicum 
acterales; Desulfobacteraceae; Desulfobacterium. 
265678515|ref|NR_028818.1| Leptospirillum 
nce 795040 796555 Leptospirillum ferriphilum 
eptospirillum. 
265678503|ref|NR_028806.1| Thioalkalimicrobium 
e 813559 815058 Thioalkalimicrobium cyclicum 
hales; Piscirickettsiaceae; Thioalkalimicrobium. 
265678360|ref|NR_028662.1| Desulfobacca 
uence 1026088 1027591 Desulfobacca 
ia; Syntrophobacterales; Syntrophaceae; 
265678301|ref|NR_028602.1| Moritella yayanosii 
56 Moritella yayanosii Bacteria; 
oritellaceae; Moritella. 
228715722|ref|NR_027537.1| Bordetella hinzii LMG 
tella hinzii LMG 13501 Bacteria; 
caligenaceae; Bordetella. 
228721484|ref|NR_027607.1| Cupriavidus 
quence 1337638 1339130 Cupriavidus 
bacteria; Burkholderiales; Burkholderiaceae; 
228721140|ref|NR_027603.1| Desulfitobacterium 
nce 1340674 1342203 Desulfitobacterium hafniense 
Peptococcaceae; Desulfitobacterium. 
228720264|ref|NR_027590.1| Salinivibrio costicola 
artial sequence 1354469 1355953 Salinivibrio 
mmaproteobacteria; Vibrionales; Vibrionaceae; 
228718692|ref|NR_027575.1| Desulfovibrio 
ence 1367977 1369516 Desulfovibrio magneticus RS-1 
ibrionales; Desulfovibrionaceae; Desulfovibrio. 
219846902|ref|NR_026494.1| Clostridium 
1490749 1492247 Clostridium saccharolyticum 
ostridiaceae; Clostridium. 
219878156|ref|NR_025295.1| Aeromonas salmonicida 
al sequence 1570477 1571981 Aeromonas salmonicida 
teria; Aeromonadales; Aeromonadaceae; Aeromonas. 
219878382 |ref|NR_025521.1| Actinomyces 
al sequence 1738160 1739681 Actinomyces 
; Actinomycetales; Actinomycineae; 
219878357|ref|NR_025496.1| Corynebacterium 
quence 1770072 1771486 Corynebacterium 
inomycetales; Corynebacterineae; 
219878349|ref|NR_025488.1| Citricoccus muralis 
1780670 1782124 Citricoccus muralis Bacteria; 
ococcineae; Micrococcaceae; Citricoccus. 
219878270|ref|NR_025409.1] Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Propionibacterium 

6 Propionibacterium 


propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 


394452 Bacteria_16S 
lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 
394452 Bacteria_16S 
avidum strain DSM 
Bacteria; Actinob 
Propionibacterium. 
394452 Bacteria_16S 
strain Ll 16S rib 
Tenericutes; Moll 
394452 Bacteria_16S 
psychrophilus str 
psychrophilus Bac 
Methylobacter. 
394452 Bacteria_16S 
australiensis str 
australiensis Bac 
Intrasporangiaceae; 
394452 Bacteria_16S 
meridiei strain S 
Bacteria; Firmicu 
394452 Bacteria_16S 
burkinensis strai 
Bacteria; Proteob 
394452 Bacteria_16S 
strain CVL 16S ri 
Proteobacteria; D 
394452 Bacteria_16S 
cateniformis stra 
cateniformis Bact 
Coprobacillus. 
394452 Bacteria_16S 
strain ATCC 70069 
Firmicutes; Clost 
394452 Bacteria_16S 
europaeus strain 
Bacteria; Proteob 
394452 Bacteria_16S 
hortensis strain 
hortensis Bacteri 
Intrasporangiaceae; 
394452 Bacteria_16S 
frateurii strain 
frateurii Bacteri 
Gluconobacter. 
394452 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 
394452 Bacteria_16S 
strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subgen. 
394452 Bacteria_16S 
strain DSM 3503 1 


394452 Bacteria_16S 
pasteurianus stra 
pasteurianus Bact 
Acetobacter. 

394452 Bacteria_16S 
strain Dfr2 16S r 
Proteobacteria; D 
394452 Bacteria_16S 
strain Dfrl 16S r 
Proteobacteria; D 
394452 Bacteria_16S 


icutes; 


tes; 


ridia; 


2079394 20793721 


2080946 2080924 1 


2287459 2287435 4 


2439030 2438996 5 
Proteobacteria; 


2493426 24934041 


Tetrasphaera. 


2547400 2547375 1 


Clostridia; 


2605761 2605723 1 


2613508 2613470 1 


2816838 2816800 1 


2845705 2845679 1 


Clostridiales; 


3003032 3002998 4 


3045383 3045361 1 


Ornithinicoccus. 
3417927 3417893 4 


3554220 3554186 4 


3569348 3569314 4 


Acetobacter. 
3573898 3573864 4 


3590705 3590671 4 


3629988 3629962 1 


3631513 3631487 1 


3702950 37029165 


23 


in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
eae; Propionimicrobium. 


23 


4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


28 


osomal RNA, partial sequence 
Entomoplasmatales; 


Ent 
39 


ain Z-0021 16S ribosomal RNA, 
teria; 


Gammapr 


23 


ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


26 


10 16S ribosomal RNA, partial sequence 
Clostridiales; 


39 


n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


39 


bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


39 


in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


27 


7 16S ribosomal RNA, partial sequence 
Clostridiales Fa 


38 


DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


23 


HKI 0125 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


38 


IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


38 


in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


38 


DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 


38 


38 


in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


Zi 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


27 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


39 


219878136 
sequence 


gi 


’ 


219878135 
nce 
ales; 


gi 


gi|219857540 


2287434 22889 


omoplasmataceae; 

gi|219857428 
complete sequence 
oteobacter 


219857387 
uence 
e; 


gi 
gi] 219857345 


Peptoc 
gi 


occaceae; 
219857264 
nce 
ib 


gi| 219857256 


2613469 26150 
Desulfov 


, 


219856912 
1 
si 


gi 


gi| 219856893 
mi 
219846921 
nce 
rillales; 
219846891 
quence 


gi 


gi 


219846632 
quence 


, 


gi 


219846540 
1 
ia 8 


gi 
a; 
219846529 


equence 
rillales; 


gi 


gi|219846526 


6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


Ac 

219846515 
sequence 

ria; 


gi 


gi|219846485 


3629961 36314 
Geobacte 


v 


gi|219846484 


3631486 36329 
Geobacte 


, 


219846434 


gi 


Actinomy 


20809 
Prop 


ia; Meth 


Actinomycet 


25473 


26057 


rionales 


sequence 


pelotric 


28456 


ly XIII. 


30029 


inomycet 


Rhodospi 


sequence 
Rhodo 


etobacte 


Rhodo 


ref|NR_025275.1 
2079371 208087 
cetales; Propio 


ref|NR_025274.1 
23 2082426 Propio 
ionibacterineae; 
ref|NR_025128.1 
lasma. 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


ref|NR_024975.1 
2493400 249486 
ales; Microc 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref|NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


ref |NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref |NR_026483.1 

3045360 304685 
ales; Micrococci 
ref|NR_026224.1 

3417892 341936 
rillales; Acetob 


ref |NR_026132.1 
3554185 355566 
spirillales; Ace 


ref|NR_026121.1 
3569313 357079 
Acetobacteraceae 


ref |NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026107.1 

3590670 359214 
spirillales; Ace 
ref|NR_026077.1 
race 
ref 


ae; Geobacte 
NR_026076.1 


raceae; Geobacte 


n 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Propionibacterium 
nibacterium avidum 


Propionibacteriaceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 
Mesop 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Desulfosporosinus 
osporosinus meridiei 
s. 

Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 

Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Coprobacillus 
3 Coprobacillus 
trichaceae; 


Mogibacterium vescum 

cterium vescum Bacteria; 

Mogibacterium. 

Gluconacetobacter 

acetobacter europaeus 
Gluconacetobacter. 
Ornithinicoccus 

1 Ornithinicoccus 

neae; 


, 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


’ 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acetobacter 
8 Acetobacter 
tobacteraceae; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


r. 


ref |NR_026025.1 


Riemerella 


anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 


anatipestifer Bacteria; Bacteroidetes; Flavobacteria; 


Flavobacteriales; 


Flavobact 


eriaceae; Riemerella. 


394452 Bacteria_16S 
strain 18323 16S 
Proteobacteria; 

394452 Bacteria_16S 


3803187 3803153 5 39 
ribosomal RNA, partial sequence 


3804701 3804667 5 39 


parapertussis strain 522 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


parapertussis Bacteria; 
394452 Bacteria_16S 


Proteobacteria; 


3806215 38061815 39 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial 


bronchiseptica Bacteria; 
394452 Bacteria_16S 
strain 7728-L6C 1 
Bacteroidetes; Bacteroidia; 
394452 Bacteria_16S 
strain F9251 16S 


Proteobacteria; 
3865407 3865378 10 39 
Bacteroidales; 
3893244 3893218 4 30 

ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


394452 Bacteria_16S 3951878 3951844 5 39 
strain DSK1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
394452 Bacteria_16S 
strain R18165 16S 


4237467 4237445 1 
ribosomal RNA, 


23 
complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Ac 


394452 Bacteria_16S 22703 22678 1 26 


orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 
Clostridiaceae; 


Bacteria; Firmicutes; Clostridia; Clostridiales; 
394452 Bacteria_16S 310239 310210 7 36 
strain HO14 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 


394452 Bacteria_16S 381332 381307 4 29 


lavamentivorans strain DS-1 16S ribosomal RNA, partial 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Parvibaculum. 
394452 Bacteria_16S 
subsp. 
subsp. 
Roseomonas. 
394452 Bacteria_16S 
botniense strain 


430697 430664 4 37 


713381 713360 1 22 


Mycobacterium. 
394452 Bacteria_16S 
marinus subsp. pa 


878640 878615 1 26 


Betaproteobacteria; Burkholderiales; Alca 


Betaproteobacteria; 


6S ribosomal RNA, partial sequence 3865370 38668 
Porphyromonadaceae; 


Gammaproteobacteria; Alteromonadales; Moritellaceae; 


Spirochaetaceae; Borrelia; 


rosea strain MDA5605 16S ribosomal RNA, partial 
rosea Bacteria; Proteobacteria; Alphaproteobacteria; 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


storis strain PCC 9511 16S ribosomal RNA, partia 


gi| 219846360 
3803146 38046 


ref 


ligenaceae; 


gi| 219846359 |ref 


219846358 
sequence 


gi ref 


219846318|ref 


gi 


gi|219846299 
3893217 38946 
llaceae; 
gi|219846257 
3951843 39533 


ref 


ref 


gi| 219846043 |ref 


4237444 42389 


265679048 |ref 


gi 
Clos 
gi|265678853|ref 


310195 31168 


Borrelia bur 
gi|265678800|ref 
sequence 


Rhizob 


265678767 
sequence 
Rhodo 


gi ref 


spir 
265678573 


71335 
Coryneba 


gi ref 


265678459 |ref 


1 se 


gi 


3804660 38061 
Burkholderiales; Alc 


3806174 38076 
Burkholderiales; Alc 


42 Porphyromonas 


Porphyromonas. 


24226 


381306 38275 


430661 43214 


NR_025951.1 


Bordetella. 


NR_025950.1 


NR_025949.1 


NR_025908.1 


NR_025889.1 


NR_025847.1 
Moritella. 
NR_025633.1 
NR_029356.1 
tridium. 


NR_029159.1 


NR_029105.1 
6 


iales; Phyl 


NR_029072.1 
5 
NR_028878.1 
cterineae; 


NR_028762.1 
quence 


2 
a 


3 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Porphyromonas macacae 
macacae Bacteria; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 
Bartonella. 


Moritella japonica 


48 Moritella japonica Bacteria; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 
tinomycetaceae; Actinomyces. 


Clostridium 


Clostridium orbiscindens 


Borrelia japonica 


7 Borrelia japonica Bacteria; 
gdorferi group. 


Parvibaculum 
Parvibaculum 


lobacteriaceae; 


Roseomonas gilardii 
Roseomonas gilardii 


illales; Acetobacteraceae; 


Mycobacterium 


9 714869 Mycobacterium botniense 
Mycobacteriaceae; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcus. 
1047595 10475741 22 
ribosomal RNA, partial sequence 


Prochlorococcaceae; 
394452 Bacteria_16S 
strain LK2-10 16S 


Micromonospora. 

394452 Bacteria_16S 1122974 11229455 34 gi|224581425|ref|NR_027206.1 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

394452 Bacteria_16S 1147141 1147116 1 26 gi|253680758|ref|NR_028006.1 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 11471 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
394452 Bacteria_16S 1195591 1195566 1 26 gi|228715574|ref|NR_027535.1 


acetiphilus DSM 1 
12809 Bacteria; Deferribacteres; Deferribacterales; 
394452 Bacteria_16S 1486256 1486231 4 29 
strain SO2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 


394452 Bacteria_16S 1631446 16314211 
inopinata strain 
Bacteria; 


394452 Bacteria_16S 


26 


1677169 1677148 1 22 


decaplanina strain DSM 44594 16S ribosomal RNA, partial 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 


394452 Bacteria_16S 1692412 1692387 1 26 


auripigmenti strain OREX-4 16S ribosomal RNA, partial s 


auripigmenti Bacteria; 
394452 Bacteria_16S 


Firmicutes; Clostridia; 
1742853 1742832 1 22 


metallicus strain R2A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


2809 16S ribosomal RNA, partial sequence 


143-02 16S ribosomal RNA, partial sequence 16314 
Firmicutes; Erysipelotrichi; Erysipelotrichales; 


Clostridia 


gi| 265678346 
1047573 10490 


ref 


11955 


Deferribacteraceae; Denitrovi 
gi|219857235|ref|NR_024863.1 
1486230 14876 


aceae; 


219878455 |ref 


gi 
Erysipelot 
219878423 |ref 
sequence 


gi 


219878412 
equence 
les; 


gi ref 


65 1197080 Denitr 


20 1632923 Erysip 


1677147 16786 
Actinomycetales; 


1692386 16939 
Peptococcaceae; 


NR_028648.1 


; Micromonos 


NR_025594.1 


richaceae; E 
NR_025562.1 
1 
Pseudono 


NR_025551.1 
a 
Des 


219878378 |ref 


gi 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


poraceae; 


Lactobacillus antri 
antri Bacteria; 


Nocardia ignorata 


15 1148603 Nocardia ignorata Bacteria; 


e; Nocardia. 
Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Amycolatopsis 

0 Amycolatopsis 
cardineae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 


NR_025517.1 


Nocardiopsis 


1742831 1744318 Nocardiopsis metallicus 
Streptosporangineae; Nocardiopsaceae; 


394452 Bacteria_16S 


1788059 1788038 1 22 


gi 


219878343 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 


saxobsidens Bacte 


Blastococcus. 


394452 Bacteria_16S 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partia 
hippocoleae Bacte 


Actinomycetaceae; 


394452 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; 


suimastitidis str 


Deltaproteobacteria; Desulfobacterales; 
394452 Bacteria_16S 


ria; Actinobacteria; Actinobacteridae; 


1847785 1847764 1 22 


gi 
1 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1895175 1895146 1 


30 gi 


1901182 1901161 1 22 gi 


ain CCUG 39276 16S ribosomal RNA, partia 


Actinomyc 


219878303 
sequence 
Actinomyc 


219878267 
6S ribosomal RNA, partial sequence 1895145 18966 
D 


esulfobacteraceae; 
219878262 
1 sequence 1901160 190257 


ref|NR_025482.1 
1788037 178951 
etales; 


ref|NR_025442.1 
1847763 184924 
etal 


ref|NR_025406.1 
59 Desulfococcus 
Desul 


ref|NR_025401.1 


Frankine 


Blastococcus 
9 Blastococcus 


Arcanobacterium 
8 Arcanobacterium 


es; Actinomycineae; 


biacutus Bacteria; 

fococcus. 
Actinomyces 

5 Actinomyces 


ae; Geodermatophilaceae; 


Desulfococcus biacutus 


suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

394452 Bacteria_16S 1938840 1938811 4 33 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

394452 Bacteria_16S 1976803 1976774 1 30 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
394452 Bacteria_16S 2329729 2329696 4 37 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 


Proteobacteria; B 


394452 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


394452 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


394452 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


394452 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


394452 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


394452 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


394452 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


394452 Bacteria_16S 


camporealensis st 
camporealensis Ba 
Corynebacteriacea 


394452 Bacteria_16S 


succinivorans str 
succinivorans Bac 


394452 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


394452 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


394452 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


394452 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


etaproteobacteria; Burkholderiales; Bu 
2654689 2654668 1 22 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

2695040 2695011 4 33 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2847227 2847194 4 37 gi 


s 
Ac 


ne 
ri 


etaproteobacteria; Burkholderiales; Coma 
3066595 3066574 1 22 gi 
Incertae Se 
26 gi 


lales; Bacillales Family XI. 
3099621 3099596 1 

mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3797151 3797118 4 37 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 


gi 


cowl 


rk 


219857191 
26950 
llales; 

219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
monadace 
219846877 
16S ribosomal RNA, partial sequence 3066573 30679 


e 


dis; 


219846855 
3099595 3101003 Fackl 


219846364 
3797117 37986 
ricketts 


4189083 4189050 4 37 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; 


68208 68188 1 21 gi 
rain CRS-51 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 
69658 69638 


1 21 


gi 
teria; Firmicutes; Clostridia; 
101462 101442 1 21 gi 
strain L420-91 16S ribosomal RNA, part 
Bacteria; Firmicutes; Bacillales; Paen 


124374 124350 3 27 gi 
in NSP M-1 16S ribosomal RNA, partial 

eria; Nitrospirae; Nitrospirales; Nitr 
370691 370667 4 28 gi 


teria; Proteobacteria; Alphaproteobacter 


625807 625777 9 39 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyobact 


gi 


394452 Bacteria_16S 


strain 520-20 16S 


639562 639530 4 36 gi 
ribosomal RNA, complete sequence 


219846083 
1 sequence 
Betaproteobacteria; 


265679018 
sequence 


v 


265679017 
ain S1-1 16S ribosomal RNA, partial sequence 

Clostridiales; Ve 
265678995 
ial sequen 
ibacillace 


265678979 
sequence 
ospiraceae; 
265678807 
ain DN34 16S ribosomal RNA, partial sequence 


ia; 


265678634 
625776 62729 


er. 


265678624 


holderiaceae; 
219857221 
equence 
tinomycetale 


Actinomycetales; 


Rhodobac 


Burkholder 
ref|NR_024849.1 

2654667 265613 
s; Corynebac 


ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024711.1 


Delftia. 
NR_026469.1 


ae; 
ref 


Gemella. 
ref |NR_026447.1 
amia ignava Bact 
ref|NR_025955.1 


iace 
ref 


ae; Cyclocla 
NR_025673.1 
189049 419056 
Burkholderiales; 


rs 


ref|NR_029326.1 
68186 69586 
Coryn 


ref |NR_029325.1 

69637 71125 
illonellaceae; S 
ref|NR_029303.1 
ce 101441 102925 
ae; Aneurinibaci 


ref |NR_029287.1 
124349 125867 
; Nitrospira. 
ref|NR_029112.1 
370665 372098 
terales; Rho 


ref |NR_028939.1 


ia. 
Corynebacterium 

8 Corynebacterium 

terineae; 


Saccharibacter 


ribacter floricola 
+ Saccharibacter. 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 


eria; Firmicutes; 


sticus. 
Schlegelella 

5 Schlegelella 
Comamonadaceae; 


Corynebacterium 
Corynebacterium 
ebacterineae; 


Schwartzia 
Schwartzia 
chwartzia. 
Aneurinibacillus 
Aneurinibacillus 
llus group; 


Nitrospira 
Nitrospira 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


ref|NR_028929.1 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


Delftia acidovorans 
14 Delftia acidovorans Bacteria; 


Facklamia ignava ATCC 


Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 


Ilyobacter tartaricus 
0 Ilyobacter tartaricus Bacteria; 


Pseudomonas kilonensis 
639529 641056 Pseudomonas kilonensis Bacteria; 


394452 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


394452 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


394452 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


394452 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


394452 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


394452 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


394452 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


394452 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


394452 Bacteria_16S 


strain YLM-32 16S 
Actinobacteria; A 


394452 Bacteria_16S 


subsp. paredis st 
socranskii subsp. 


394452 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


394452 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


394452 Bacteria_16S 


strain DSM 44515 
Actinobacteria; A 


394452 Bacteria_16S 


strain DSM 44494 
Actinobacteria; A 


394452 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


394452 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


394452 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


394452 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


394452 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


394452 Bacteria_16S 


aerophilum strain 
Bacteria; Proteob 


394452 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


394452 Bacteria_16S 


686372 686344 1 29 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
698617 698585 4 36 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
722700 722664 4 40 gi 
laumondii strain TTO1 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


900046 900014 4 36 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
944884 944852 4 36 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
954241 954209 4 36 gi 


etaproteobacteria; Burkholderiales; Co: 
957280 957260 12 32 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
960360 960328 4 36 gi 

16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1076018 1075994 1 25 gi 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1251314 1251290 3 27 gi 


rain ATCC 35535 16S ribosomal RNA, par 
paredis Bacteria; Spirochaetes; Spiro 
1436165 1436137 1 29 gi 


506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1562985 1562965 1 21 gi 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 


1729085 1729065 1 21 


gi 
ctinobacteridae; Actinomycetales; Cory 
1739761 1739733 1 29 gi 


ctinobacteridae; Actinomycetales; Stre 
1744390 1744370 1 21 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1830929 1830899 9 39 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1840093 1840073 1 21 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1893607 1893579 1 29 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


1954119 1954099 1 21 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

2467961 2467929 4 36 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2520698 2520666 4 36 gi 


rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2522178 2522146 4 36 gi 


265678591 
68634 
acterales; 

265678583 


698584 69993 


matiaceae; 
265678566 
RNA, parti 


265678444 
e 90001 
hales; Pis 
265678415 
nce 94484 
riales; Co 
265678409 


6S ribosomal RNA, partial sequence 954207 95569 


mamonadace 
265678406 
ial sequen 
cillaceae; 
265678404 

96032 
seudomonad 
265678325 


1075986 10774 
ococcineae; 


219857241 
tial seque 
chaetales; 
224581430 
e 14361 
hermaceae; 
219846103 
tial seque 
Actinomy 


v 


219878388 


16S ribosomal RNA, partial sequence 1729064 17305 


nebacterin 
219878380 


16S ribosomal RNA, partial sequence 1739732 17412 


ptosporang 
219878377 

17443 

occus. 
219878315 


1830898 18324 


cter. 
219878308 
al sequenc 
ctobacilla 
219878268 
equence 

a; Desulfo 


219878225 
al sequenc 
; Actinomy: 
219857404 
ce 24679 
hales; Pis 
219857363 
sequence 

teria; Pse 


219857362 


brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref|NR_028888.1 


Thi 
ref 
als 


ocystis. 
NR_028870.1 
equence 


ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy 
ref|NR_028711.1 
7 Giesbergeria 
ae; Giesbergeria 
ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref |NR_028627.1 


robacteracea 
NR_024869.1 
125128 
Spirochaetacea 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_025693.1 
nce 156296 
ceta Pseudon 


7 Ra 
ref 
nce 


les; 


ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025519.1 


ineae; Nocardiop 
ref|NR_025516.1 
69 1745812 Strept 


ref |NR_025454.1 


ref |NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref |NR_025407.1 

1893578 189509 
vibrionales; Des 


ref |NR_025364.1 
e 1954098 195552 
cetales; Actinom 


ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref |NR_024950.1 
2522145 252361 


e: 


Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 

Giesbergeria sinuosa 


v 


sinuosa Bacteria; 


Geobacillus 
Geobacillus 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Oceanithermus 
thermus profundus 


v 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Nocardiopsis halophila 


36 Nocardiopsis halophila Bacteria; 


saceae; Nocardiopsis. 
Streptococcus ratti 
ococcus ratti Bacteria; 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Lactobacillus 
3 Lactobacillus 
lus. 
Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Actinomyces 
0 Actinomyces 
ycineae; 


Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


, 


Pseudomonas 
7 Pseudomonas 


394452 Bacteria_16S 2678717 2678697 1 


juripiscarius strain IS40-3 16S ribosomal RNA, partial 
Bacillales; 


juripiscarius Bacteria; Firmicutes; 
394452 Bacteria_16S 2928553 2928529 4 
strain IFO 13613 


394452 Bacteria_16S 
antarctica strain 


2969359 2969339 1 


Friedmanniella. 
3063672 3063652 1 


Nocardioidaceae; 
394452 Bacteria_16S 
strain S369-98-1 
Firmicutes; Lactobacillales; 
394452 Bacteria_16S 3120665 3120645 1 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


oxalivorans Bacteria; 
394452 Bacteria_16S 
oxalaticus strain 
Bacteria; Firmicutes; 
394452 Bacteria_16S 


Firmicutes; 
3122212 31221921 


Bacillales; 
3123763 3123739 4 


denitrificans strain DSM 1869 16S ribosomal RNA, partial 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 
394452 Bacteria_16S 
strain M408/89/1 


3201085 3201065 1 


Corynebacterium. 
394452 Bacteria_16S 
muriaticus strain 
Bacteria; Firmicutes; 
394452 Bacteria_16S 


3896352 3896332 1 


Lactobacillales; 
4071572 4071552 1 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial 
Clostridia; 


saccharolytica Bacteria; 
Soehngenia. 
394452 Bacteria_16S 


Firmicutes; 


4229875 4229851 1 


thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosoma 


Bacillales; 


21 


28 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 


21 


AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 


21 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptococcaceae; 


21 


21 


RAOx1 16S ribosomal RNA, partial sequence 31221 
Paenibacillaceae; Aneurinibacil 


28 


21 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


21 


X-1 16S ribosomal RNA, partial sequence 
Enterococcaceae; Tetrageno 


21 


25 


Bacillaceae; 


Streptococcus. 


Clostridiales; C 


219857203 
sequence 
Lent 
219856837 


gi 


gi 


gi| 219846944 
Actinomyce 


gi|219846879 


gi|219846841 


gi|219846840 


219846839 
sequence 
Rhiz 


gi 
219846787 


gi 


219846297 
38963 


gi 


219846171 
sequence 


gi 


gi| 219846048 


ref 


ibacillus. 
ref 


NR_024831.1 
2678696 268021 


NR_024656.1 


Lentibacillus 
9 Lentibacillus 


Terasakiella pusilla 


56 Terasakiella pusilla Bacteria; 


e; 


ref 
tales; Propionib 


ref 
27 Streptococcus 


ref 
Aneurinibacillus 
ref 
91 3123687 Ammoni 
lus 
ref 


obiales; 


ref 


Terasakiella. 
NR_026536.1 
2969338 297081 


NR_026471.1 
NR_026433.1 
3120644 312214 
NR_026432.1 
group; Ammon 
NR_026431.1 


123738 312518 
Hyphomi 


Ww 


NR_026379.1 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Streptococcus ovis 
ovis Bacteria; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


eae; 


ref 


31 


coccus. 
ref 


lostridiales Fam 


ref 
1 RNA, partial s 


Corynebacte 


NR_025887.1 
3897842 Tetrag 


NR_025761.1 
4071551 407304 


NR_025638.1 


riaceae; 


Tetragenococcus 
enococcus muriaticus 


Soehngenia 
4 Soehngenia 
ily XI. Incertae Sedis; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Peptococcaceae; 
394452 Fungi_16S 40 2 as 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 


Actinobacteria; 


394452 Fungi_16S 6203 6165 1 


strain YZ-96 16S ribosomal RNA, partial sequence 


Actinobacteria; 


394452 Fungi_16S 4647 4617 iL 


strain IFM 10084 16S ribosomal RNA, partial sequence 4616 


Actinobacteria; 
394452 Fungi_16S 


10672 10640 1 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
397952 Bacteria_16S 2849126 2849161 1 


saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


saccharophila Bacteria; Proteobacteria; 
397952 Bacteria_16S 3269249 3269284 1 
strain Feox-1 16S ribosomal RNA, 


397952 Bacteria_16S 3853618 3853653 1 


Desulfotomaculum. 


39 


Actinobacteridae; Actinomycetales; Corynebacterin 


39 


31 


33 


36 


36 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


36 


strain SS-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


397952 Bacteria_16S 
strain ATH 2.2.1 


3961182 3961217 1 


397952 Bacteria_16S 4189423 4189458 1 


thermodepolymerans strain K14 16S ribosomal RNA, partial 
Proteobacteria; 


thermodepolymerans Bacteria; 
Schlegelella. 
397952 Bacteria_16S 
strain ATCC 19624 


2546263 2546328 56 


397952 Bacteria_16S 1820675 1820715 80 


36 


16S ribosomal RNA, partial sequence 3960828 39622 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 


36 


120 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
ref 


120 


Betaproteobacteria; 


265678352 
1514 


gi 
gi| 265678348 
6163 7670 


265678349 
6112 


gi 


gi|219857175 


gi|219856891 


gi| 219846741 
3268876 32703 


gi| 219846326 
3853246 38547 


gi|219846251 


219846083 
sequence 


gi 


219857346 
25458 


gi 


ref 


eae; 
ref 


Actinobacteridae; Actinomycetales; Corynebacterineae; 
ref 


Actinobacteridae; Actinomycetales; Corynebacterineae; 
ref 
sequence 10639 

Actinomycetales; 


ref 


Burkholderiales; 
ref 


NR_028654.1 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


Nocardiacea 
NR_028650.1 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


NR_028651.1 


Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


NR_024803.1 
12137 


NR_024710.1 
2848765 285026 


NR_026333.1 


Nocardiaceae; 


Comamonadaceae; 


Nocardia. 
Nocardia 
Nocardia 


Corynebacterineae; 


Pelomonas 

6 Pelomonas 

Pelomonas. 
Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


ref 
30 Leptothrix discophora Bacteria; 


ref 
78 Rubrivivax gelatinosus Bacteria; 


ref 
Burkholderiales; 


ref Pe 
37 2547323 Hylemo 


gi| 219878322 


herbarum strain P 420/07 16S ribosomal RNA, partial sequence 


NR_025916.1 


NR_025841.1 


NR_025673.1 
189049 419056 


rs 


NR_024934.1 


Hylemonella. 


Leptothrix discophora 


Rubrivivax gelatinosus 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Hylemonella gracilis 


nella gracilis Bacteria; 


NR_025461.1 
1820242 182172 


Curtobacterium 
4 Curtobacterium 


herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Curtobacterium. 


397952 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


397952 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


397952 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


397952 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


397952 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


397952 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


397952 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


397952 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


397952 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


397952 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


397952 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


397952 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


397952 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


397952 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


397952 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


397952 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


397952 Bacteria_16S 


pretiosum subsp. 


20085 20120 85 120 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

234664 234699 85 120 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
236300 236335 85 120 gi 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
237882 237917 85 120 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
239431 239466 85 120 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 
241017 241052 85 120 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


256147 256182 85 120 gi 
LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
289294 289329 85 120 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
467841 467876 85 120 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
588351 588386 85 120 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
757264 757299 85 120 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
823089 823124 85 120 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
873262 873297 85 120 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
892697 892732 85 120 gi 


etaproteobacteria; Burkholderiales; Bu 
894232 894267 85 120 gi 


etaproteobacteria; Burkholderiales; Bu 
895767 895802 85 120 gi 


etaproteobacteria; Burkholderiales; Bu 
914334 914369 85 120 gi 
pretiosum strain C-15003 16S ribosomal 


265679050 
sequence 
a; Burkhol 


265678905 


234235 23583 


rkholderia 
265678904 
nce 23588 
riales; Bu 
265678903 


6S ribosomal RNA, partial sequence 237457 23896 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 


240595 24207 


rkholderia 


265678891 
ence 25570 
riales; Bu 
265678867 

28882 
caligenace 
265678739 


467397 46889 


rkholderia 
265678660 


587905 58931 


rkholderia 
265678541 
quence 
a; Burkhol 
265678497 
sequence 
a; Burkhol 
265678463 


872811 87416 


rkholderia 
265678449 


16S ribosomal RNA, partial sequence 892248 89373 


rkholderia 
265678448 


16S ribosomal RNA, partial sequence 893783 89526 


rkholderia 
265678447 


16S ribosomal RNA, partial sequence 895318 89680 


rkholderia 
265678435 
RNA, part 


ref|NR_029358.1 
19628 21106 
deriales; Burkho 


ref|NR_029213.1 


ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 

ref|NR_029211.1 
ceae; Burkholder 
ref |NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 


ref |NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


H r 


ref |NR_029199.1 
3. 257168 Burkho 
rkholderiaceae; 
ref |NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref|NR_028800.1 
822620 824161 
deriales; Burkho 
ref |NR_028766.1 
; Cupriavidu 
NR_028751.1 


ceae 
ref 
; Pandoraea 
NR_028750.1 


ceae 
ref 


; Pandoraea. 
NR_028749.1 


ceae 
ref 
; Pandoraea. 
NR_028737.1 
sequence 


ceae 
ref 
ial 


Burkholderia 
Burkholderia 
lderiaceae; 


Burkholderia graminis 


4 Burkholderia graminis Bacteria; 


ia. 
Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


6 Burkholderia glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Bordetella holmesii 
ella holmesii Bacteria; 


Burkholderia terricola 


terricola Bacteria; 


ia. 
Burkholderia tropica 


tropica Bacteria; 


ia. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


s. 
Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


397952 Bacteria_16S 
13501 16S ribosomal RNA, complete sequence 


Proteobacteria; B 


397952 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


397952 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


397952 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


Pseudonocardineae; Actinosynnemataceae 
1192924 1192959 85 120 gi 


etaproteobacteria; Burkholderiales; Al 
1283247 1283282 85 120 gi 


etaproteobacteria; Burkholderiales; Bu 
1338105 1338140 85 120 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


1359372 1359407 85 

ain E264 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 
udomallei group. 


120 gi 
partial se 


; Actinosy 
228715722 


1192457 1193978 Borde 


caligenace 
219846066 


16S ribosomal RNA, partial sequence 1282800 12842 


rkholderia 
228721484 

quence 

bacteria; 


228720024 
quence 


nnema. 
ref|NR_027537.1 
tella hinzii LMG 
ae; Bordetella. 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref|NR_027607.1 

1337638 133913 


Burkholderiales; 


Bordetella hinzii LMG 
13501 Bacteria; 


Burkholderia hospita 


hospita Bacteria; 


ia. 

Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


ref|NR_027587.1 
1358923 136041 


Burkholderia 
0 Burkholderia 


Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


397952 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


397952 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


397952 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


397952 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


397952 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


397952 Bacteria_16S 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 


397952 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


397952 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


397952 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


397952 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


397952 Bacteria_16S 


strain DSM 11853 


Proteobacteria; B 


397952 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


397952 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


397952 Bacteria_16S 


strain IPT10 16S 


Proteobacteria; B 


397952 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


397952 Bacteria_16S 


caledonica strain 
caledonica Bacter 


397952 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


397952 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


397952 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


397952 Bacteria_16S 


strain LMG 3413 1 
Proteobacteria; B 


397952 Bacteria_16S 


kururiensis strai 
Bacteria; Proteob 


397952 Bacteria_16S 


caribensis strain 
caribensis Bacter 


397952 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


1373012 1373047 85 120 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1386598 1386633 85 120 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1388113 1388148 85 120 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1456395 1456430 85 120 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1471470 1471505 85 120 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1533364 1533399 85 120 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 
1897176 1897211 85 


gi 


ri 


en 
ri 


ue 


, 


Ss 
a; 
120 gi 


etaproteobacteria; Burkholderiales; Al 
1946966 1947001 85 120 gi 


ca 


etaproteobacteria; Burkholderiales; Al 
2073673 2073708 85 120 gi 

54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2088958 2088993 82 117 gi 
1 RNA, partial sequence 
ia; Xanthomonadales; Sinobacteraceae; 
2274272 2274307 85 120 gi 


ca 


en 
ri 


Ne 


etaproteobacteria; Burkholderiales; Burk 
2275806 2275841 85 120 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2307526 2307561 85 120 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2330162 2330197 85 120 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2384695 2384730 85 120 gi 


nce 
ri 


ca 


rk 


etaproteobacteria; Burkholderiales; Burk 
2386219 2386254 85 120 gi 
LMG 19076 16S ribosomal RNA, partial 

ia; Proteobacteria; Betaproteobacteria 
2410500 2410535 1 36 gi 
6S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
2410591 2410626 85 120 

6S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
2436419 2436454 85 120 

6S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; 
2531713 2531748 85 120 

6S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Bu 
2835453 2835488 85 120 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3077439 3077474 85 120 gi 
MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
3803619 3803654 85 120 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 


se 


’ 


Te 
gi 


pi 


Te 
gi 


pi 


Burk 


gi 
rk 


en 
ri 


ue 


v 


ca 


397952 Bacteria_16S 


228717983 
1372563 13740 
rkholderia 
228716754 
1386182 13876 
228716720 
1387667 13891 
rkholderia 
224581416 


224581405 


219857425 


219878265 
16S ribosomal RNA, partial sequence 1896710 18982 


219878230 
6S ribosomal RNA, partial sequence 1946525 19480 


219878141 
219878130 
2088549 2089942 Nevsk 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 


219857549 
219857524 
2307079 23085 


219857509 
2329695 23312 


219857470 
16S ribosomal RNA, partial sequence 2384259 23857 


219857469 
219857453 
2410156 24116 


219857453 
2410156 24116 


219857430 
2436004 24374 


219857356 
2531266 25327 


219856900 


219846870 


219846360 
3803146 38046 


ales; Bu 


ce 14559 
ales; Al 


nce 
Burkhold 


equence 
Burkhol 


ligenace 


ligenace 


ce 20732 


ales; Al 


vskia. 


holderia 


e 22753 


ales; Bu 


ligenace 


holderia 


holderia 


quence 


Burkhold 


dimonas. 


dimonas. 


holderia 


holderia 


ce 28349 
ales; Bu 


nce 
Burkhold 


ligenace 


ref|NR_027569.1| Burkholderia unamae 
50 Burkholderia unamae MTI-641 Bacteria; 
ceae; Burkholderia. 
ref|NR_027555.1| Burkholderia phymatum 
16 Burkholderia phymatum STM815 
rkholderiaceae; Burkholderia. 
ref|NR_027554.1| Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 
ref|NR_027197.1] Achromobacter 
66 1457283 Achromobacter ruhlandii 
caligenaceae; Achromobacter. 
ref|NR_027186.1] Achromobacter 

1471041 1472361 Achromobacter 
eriales; Alcaligenaceae; Achromobacter. 
ref|NR_025013.1| Burkholderia 

1532915 1534322 Burkholderia 
deriales; Burkholderiaceae; 


ref|NR_025404.1| Bordetella trematum 
30 Bordetella trematum Bacteria; 

ae; Bordetella. 
ref|NR_025369.1| Bordetella petrii 
20 Bordetella petrii Bacteria; 

ae; Bordetella. 
ref|NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025269.1 
ia ramosa Bacter 


Castellaniella 
laniella defragrans 
stellaniella. 

Nevskia ramosa strain 
ia; Proteobacteria; 


ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 
ref|NR_025137.1| Cupriavidus 
59 2276842 Cupriavidus campinensis 
rkholderiaceae; Cupriavidus. 
ref|NR_025112.1| Pigmentiphaga kullae 
60 Pigmentiphaga kullae Bacteria; 
ae; Pigmentiphaga. 
ref|NR_025097.1| Burkholderia sacchari 
17 Burkholderia sacchari Bacteria; 
ceae; Burkholderia. 
ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 

2385781 2387256 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


ref|NR_025041.1| Tepidimonas ignava 
48 Tepidimonas ignava Bacteria; 


ref|NR_025018.1| Cupriavidus oxalaticus 
72 Cupriavidus oxalaticus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 
ceae; Cupriavidus. 
ref|NR_024721.1| Burkholderia 
92 2836452 Burkholderia kururiensis 
rkholderiaceae; Burkholderia. 
ref|NR_026462.1| Burkholderia 

3076975 3078406 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025951.1| Bordetella pertussis 
09 Bordetella pertussis Bacteria; 
ae; Bordetella. 


3805133 3805168 85 120 gi 


219846359 


parapertussis strain 522 16S ribosomal RNA, partial sequence 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


ref|NR_025950.1] Bordetella 
3804660 3806123 Bordetella 


397952 Bacteria_ 


bronchiseptica st 
bronchiseptica Ba 


397952 Bacteria_ 


strain ATCC 15466 
B 


Proteobacteria; 
397952 Bacteria_ 
strain CLN-1 16S 
Proteobacteria; 

397952 Bacteria_ 
strain CLN-1 16S 
Proteobacteria; 

397952 Bacteria_ 


strain LMG 5911 1 
B 
397952 Bacteria_16S 


Proteobacteria; 


insolitus strain 


insolitus Bacteria; Proteobacteria; Betaproteobacteria; 
397952 Bacteria_16S 
effusa strain AP103 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
397952 Bacteria_16S 
strain DSB MGU 15 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 
nitratus s 
cerinus subsp. ni 
Microbacteriaceae 
397952 Bacteria_16S 
strain 14 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 
shabanensis strai 
shabanensis Bacte 


subsp. 


Salinisphaera. 


397952 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


Thermomonas. 


397952 Bacteria_16S 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 


strain DSM 43045 


strain DSM 7485 1 


strain DSM 7486 1 


strain VKM Ac-179 


Bacteria; Actinob 


Rathayibacter. 


397952 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


397952 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


397952 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


397952 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


397952 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


B 


B 


16S 3806647 3806682 85 120 gi 
cteria; Proteobacteria; 
16S 4037421 4037456 85 120 gi 


16S ribosomal RNA, partial sequence 


16S 4081155 4081190 1 36 
ribosomal RNA, partial sequence 


gi 


16S 4081246 4081281 85 120 
ribosomal RNA, partial sequence 


gi 


16S 4175785 4175820 85 120 gi 
etaproteobacteria; Burkholderiales; Al 
4177270 4177305 85 120 gi 


LMG 6003 16S ribosomal RNA, partial se 


386368 386402 83 LT 7, 


gi 


348844 348881 83 120 gi 
-6 16S ribosomal RNA, partial sequence 


401689 401726 83 120 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 

1102037 1102074 83 
osomal RNA, partial sequence 


, 


120 gi 


1140013 1140046 84 
n E1L3A 16S ribosomal RNA, 
ria; Proteobacteria; 


Lig gi 
complete se 
Gammaproteobacter 


2093511 2093544 84 117 


gi 


rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
3504055 3504092 83 120 gi 


3513191 3513228 83 120 gi 


3514715 3514752 83 120 gi 


885159 885195 84 120 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1428893 1428925 85 117 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


1480597 1480641 76 
ain K601 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 


120 gi 
partial se 
Betaproteo 


1653181 1653213 85 117 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1849752 1849784 85 117 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


2847655 2847691 84 120 gi 


etaproteobacteria; Burkholderiales; Co: 


rain Dog 71 16S ribosomal RNA, partial 
Betaproteobact 


etaproteobacteria; Burkholderiales; Th 


etaproteobacteria; Burkholderiales; Te 


etaproteobacteria; Burkholderiales; Te 


ma. 


219846358 
sequence 

eria; 

219846198 


iomonas. 
219846165 


4080799 40822 
dimonas. 


pi 
219846165 


4080799 40822 
dimonas. 


pi 
219846096 


6S ribosomal RNA, partial sequence 4175338 41767 
ligenace 


ca 
219846095 
quence 


265678797 
nadales; 


265678825 


265678787 


265678308 


1101592 11031 
ococcineae 


253680763 
quence 
ia; 
219878126 
sequence 
teria; 


219846573 


oc 
219846567 


6S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 


oc 
219846566 


6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 


265678454 
ales; 
224581439 
sequence 
ria; 
219878371 
quence 


bacteria; 


219878439 


1652728 16542 
thomonad 


an 
219878302 
equence 

ia* 


v 


219856892 


16S ribosomal RNA, partial sequence 2847193 28487 
monadace 


397952 Bacteria_16S 


2954602 2954638 84 120 gi 


219856820 


Burk 


40370 


Burkholde 


38592 
s 


34841 
ococcineae; 


artial seq 


obacterida 


Salini 


Xan 


occineae 


occineae 


ococcineae; 


88470 
Micr 


Xanth 


Xantho: 


ref |NR_025949.1 
hold 


ref|NR_025788.1 


R 


ref |NR_025755. 
97 Tepidimonas 


R 


ref|NR_025755. 
97 Tepidimonas 


ref|NR_025686.1 
83 Achromobacter 
ae; 
ref|NR_025685.1 

4176834 417830 
riales; Alcalig 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_029130.1 


crobacteriac 
ref |NR_029092.1 
uence 401266 
e; Actinomycetal 


7 Mi 


ref|NR_028610.1 


; Microbacteriac 
ref|NR_028011.1 
1139586 114102 


sphaerales; Sali 


ref|NR_025265.1 
2093069 209454 
thomonadales; Xa 


ref |NR_026165.1 


; Microbacteriac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref |NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


NR_025510.1 
1480151 148165 
Burkholderiales; 


ref|NR_025578.1 
aceae; Thermomon 
ref|NR_025441.1 

1849299 185079 
monadales; Xanth 


ref|NR_024711.1 


ae; Delftia. 


3806174 380763 
eriales; Alc 


01 4038390 Thiomo 


Achromobacte 


e 


2 349877 Agromy 


Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Tepidimonas aquatica 


aquatica Bacteria; 


Tepidimonas aquatica 


aquatica Bacteria; 


Achromobacter spanius 
spanius Bacteria; 
Ps 

Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Thermomonas 
6 Thermomonas 


nthomonadaceae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 

rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 

tritici Bacteria; 

eae; Rathayibacter. 

Rathayibacter caricis 

ibacter caricis 

obacteriaceae; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Alicycliphilus 
2 Alicycliphilus 


Comamonadaceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 

Thermomonas 
8 Thermomonas 
omonadaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


ref|NR_024639.1 


Gordonia rhizosphera 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


397952 Bacteria_1 
strain 25-4 16S r 
G 
397952 Bacteria_16S 
borkumensis strai 
Proteob 
397952 Bacteria_16S 


Proteobacteria; 


Bacteria; 
strain TCl 16S ri 
Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain KB740 16S 
Proteobacteria; 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


397952 Bacteria_16S 


strain MCRL 0044 


G 
397952 Bacteria_16S 
strain Y6 16S rib 
G 
397952 Bacteria_16S 
seropedicae strai 
Proteob 
397952 Bacteria_16S 
strain ST26 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
397952 Bacteria_16S 


B 
397952 Bacteria_16S 


6S 3999528 3999560 85 117 
ibosomal RNA, partial sequence 


gi 


156664 156699 1 36 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
248737 248772 85 120 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; 


gi 


265121 265156 85 120 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


397952 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


397952 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


397952 Bacteria_16S 


nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 


397952 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


397952 Bacteria_16S 
SFOp68 16S ribosomal RNA, partial seq 


ferralitis strain 
ferralitis Bacter 
Streptomycetaceae 


397952 Bacteria_16S 


putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 


397952 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


397952 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


397952 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


397952 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


397952 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


397952 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


397952 Bacteria_16S 


strain K11 16S ri 


266648 266683 85 120 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
307661 307696 85 120 gi 
S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
374045 374080 85 120 gi 
n HKI 0315 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

390856 390891 1 36 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
409382 409417 85 120 gi 


gi 


’ 


ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

435787 435822 85 120 gi 
ain F18-98 16S ribosomal RNA, partial 


’ 


; Kitasatospora. 


449607 449642 85 120 gi 
ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Saccharothrix. 

481546 481581 1 36 gi 
ain Ben 117 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 


498553 498588 1 36 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
498644 498679 85 120 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
500105 500140 1 36 gi 


etaproteobacteria; Burkholderiales; Co: 
500196 500231 85 120 gi 


etaproteobacteria; Burkholderiales; Co: 
533697 533732 85 120 gi 
bosomal RNA, partial sequence 


Micr 


Rhod 


Betaproteob 


teria; Actinobacteria; Actinobacterida 


219846225 


3999120 40005 


265678958 


156293 15781 
ocyclaceae 


265678896 


265678883 


16S ribosomal RNA, partial sequence 264725 26613 
donocardin 


265678882 


266185 26767 
alobactera 


265678855 


complete sequence 307188 30872 
mamonadace 


265678805 
sequence 


265678794 
ce 39048 
riales; 
265678782 
uence 


265678764 
sequence 


265678755 
al sequenc 


265678730 
sequence 
ria; 


265678719 
ence 49817 
riales; 
265678719 
ence 49817 
riales; 
265678718 


6S ribosomal RNA, partial sequence 499730 50125 
mamonadace 


265678718 


6S ribosomal RNA, partial sequence 499730 50125 
mamonadace 


265678696 


ococcineae 


al sequenc 
acteria; N 


Actinomyc 


Bu 


Actinomyce 


e; Actinomycet 


e; Actinomycet 


Rhodo 


Co: 


Co: 


ref|NR_025815.1 


7 Sa 
ref 


nguibacterac 
NR_029266.1 
; Azoarcus. 
ref |NR_029204.1 
e 248268 249768 
eisseriales; Nei 
ref|NR_029189.1 
Pseudonocar 
NR_029188.1 


eae; 
ref 
; Oxalobacte 
NR_029161.1 


ceae 
ref 


ae; Comamonas. 

ref|NR_029110.1 
373661 375050 
etales; Streptom 


ref |NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref |NR_029087.1 

408966 410455 
tales; Streptomy 


ref|NR_029069.1 
435340 436871 
ales; Strept 


ref|NR_029060.1 
e 449186 450615 
ales; Pseudo 


ref |NR_029035.1 
481171 482647 
cyclales; Rhodoc 


ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy: 
ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy 
ref|NR_029023.1 


ae; 
ref 


Hydrogenopha 
NR_029023.1 


ae; Hydrogenopha 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

47197 47232 1 36 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
n Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
acteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

59444 59479 1 36 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
bosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

60992 61027 L 36 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
osomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

64061 64096 85 120 gi|265679021|ref|NR_029329.1| Herbaspirillum 
n Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

138503 138538 85 120 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
ibosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 


eae; Sanguibacter. 
Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Microvirgula 
Microvirgula 
sseriaceae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


im 
Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Kitasatospora 
Kitasatospora 
ycineae; 


Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Streptomyces 
Streptomyces 
cineae; 


Kitasatospora 
Kitasatospora 
omycineae; 


Saccharothrix 
Saccharothrix 
nocardineae; 


Quatrionicoccus 
Quatrionicoccus 
yclaceae; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 


ref|NR_029001.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 


Ottowia thiooxydans 


533233 534757 Ottowia thiooxydans Bacteria; 


397952 Bacteria_ 


strain LV3 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_ 


valerianellae st 
valerianellae Ba 


397952 Bacteria_ 


valerianellae st 
valerianellae Ba 


397952 Bacteria_ 


oleivorans strai 
Bacteria; Proteo 


397952 Bacteria_ 


strain Muenster 
Bacteria; Actino 


397952 Bacteria_ 


strain HKI 0120 
Actinobacteria; 
397952 Bacte 
strain HKI 0119 
Actinobacteria; 
397952 Bacte 
strain NA 1 16S 
Proteobacteria; 
397952 Bacte 
strain NCTC 1061 
Proteobacteria; 


397952 Bacteria_ 


lusitanum strain 
Bacteria; Proteo 


397952 Bacteria_ 


paurometabolica 


ria_ 


ria_ 


ria_ 


16S 564323 564358 85 120 
ibosomal RNA, partial sequence 


gi 


16S 
r 
c 


576237 576272 1 36 gi 
teria; Proteobacteria; 
16S 576328 576363 85 120 gi 
rain CFBP 4730 16S ribosomal RNA, parti 
cteria; Proteobacteria; 
16S 577747 577782 1 36 gi 
n MIL-1 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Oceanosp 
16S 630801 630836 85 120 gi 
2000 16S ribosomal RNA, partial sequenc 
bacteria; Actinobacteridae; Actinomycet 
16S 635364 635399 85 120 gi 
1 
Actinobacteridae; Actinomycetales; Micr 
16S 636895 636930 85 120 gi 
1 
Actinobacteridae; Actinomycetales; Micr 
16S 680888 680923 85 120 gi 
ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neiss 
16S 682293 682328 85 120 gi 
7 16S ribosomal RNA, partial sequence 

Betaproteobacteria; Neisseriales; Neiss 
16S 738418 738453 85 120 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
16S 739974 740009 85 120 gi 
strain YIM 90007 16S ribosomal RNA, par 


b 


ain CFBP 4730 16S ribosomal RNA, parti 
Betaproteobacte 


Betaproteobacte 


265678676 


563902 56532 
ococcineae 


265678668 


ria; 
265678668 


ria; 
265678667 
ence 57740 
irillales; 
265678630 
e 63034 
ales; 
265678627 


6S ribosomal RNA, partial sequence 634924 63640 
ococcineae 


265678626 


6S ribosomal RNA, partial sequence 636453 63793 
ococcineae 


265678595 


680477 68183 


eriaceae; 
265678594 
68188 
eriaceae; 
265678555 
ence 73794 
riales; 
265678554 


al sequenc 
Burkh 


al sequenc 
Burkh 


Micr 


Ox 


tial seque 


ref|NR_028981.1 


; Microbacteriac 
ref |NR_028973.1 
e 575863 577354 
olderiales; 
ref |NR_028973.1 
e 575863 577354 
olderiales; 
ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus 
ref |NR_028935.1 
9 631823 Kytoco 
ococcineae; Der 
ref |NR_028932.1 


; In 
ref 


trasporangia 
NR_028931.1 
; In 
ref 


trasporangia 
NR_028900.1 


Neisseria. 
ref|NR_028899.1 
2 683236 Neisse 
Neisseria. 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028858.1 
nce 739522 


Coma: 


Coma: 


macoccaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Acidovorax 
Acidovorax 
monadaceae; 
Acidovorax 
Acidovorax 
monadaceae; Acidovorax. 
Thalassolituus 
solituus oleivorans 


Acidovorax. 


Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardinea 


397952 Bacteria_ 


strain Al 16S ri 
Proteobacteria; 


397952 Bacteria_ 


strain V33 16S r 
Proteobacteria; 


397952 Bacteria_ 


strain Uedal07 1 
Proteobacteria; 


397952 Bacteria_ 


beijiangensis st 
beijiangensis Ba 
Streptomycetacea 


397952 Bacteria_ 


alkaliphilum str 
Bacteria; Proteo 


397952 Bacteria_ 


strain CFBP 4188 
Proteobacteria; 


397952 Bacteria_ 


strain AS4.0578 
Actinobacteria; 


397952 Bacteria_ 


strain VKM Ac-18 
Actinobacteria; 


397952 Bacteria_ 


VKM Ac-1401 16S 
Actinobacteria; 


397952 Bacteria_ 


aerocolonigenes 
aerocolonigenes 
Actinosynnematac 


397952 Bacteria_ 


strain IMI 35987 
Proteobacteria; 


397952 Bacteria_ 


e; Pseudonocardiaceae; Saccharomonospora. 

16S 758767 758802 85 120 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
bosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

16S 760319 760354 85 120 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
ibosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

16S 770854 770889 1 36 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 
6S ribosomal RNA, partial sequence 770475 771983 Cellvibrio japonicus Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

16S 786376 786411 85 120 gi|265678521|ref|NR_028825.1| Streptomyces 

rain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 

cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

e; Streptomyces. 

16S 841321 841356 1 36 gi|265678485|ref|NR_028788.1| Marinospirillum 

ain Z4 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
bacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

16S 867109 867144 1 36 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 


G 
16S 
1 
Actinobacteridae; Actinomycetales; Pseu 
16S 886694 886729 85 120 gi 
04 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 911254 911289 85 120 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 912776 912811 85 120 gi 
strain NRRL B-3298 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacteri 
eae; Lechevalieria. 

16S 942187 942222 85 120 gi 
0 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Co 
16S 943659 943694 1 36 gi 


ammaproteobacteria; Xanthomonadales; X 
877566 877601 85 120 gi 


16S ribosomal RNA, partial sequence 866725 86827 
anthomonad 


265678460 


6S ribosomal RNA, partial sequence 877138 87856 


donocardin 
265678453 
88624 
ococcineae 
265678437 


910794 91228 


ococcineae 
265678436 
dae; Actin 
265678417 

94171 
mamonadace 
265678416 


artial seq 


acea 
ref 


e; Xanthomon 
NR_028763.1 


eae; Actinosynne 
ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028739.1 


> Mi 
ref 
uenc 


omyc 


crobacteriac 
NR_028738.1 
e 912332 
etales; Pseu 


ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 


6 Xanthomonas cynarae Bacteria; 


as. 
Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Comamonas terrigena 
nas terrigena Bacteria; 


ref|NR_028718.1 


Hydrogenophaga flava 


strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


397952 Bacteria_16S 


Bacteria; 


Bacteria; 


Hydrogenophaga. 


397952 Bacteria_16S 
taeniospiralis strain 2K1 16S ribosomal RNA, partial se 
taeniospiralis Bacteria; 


Hydrogenophaga. 


397952 Bacteria_16S 
strain PHL 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
265678412 |ref|NR_028714.1 
949535 951049 Acidovorax delafieldii Bacteria; 


397952 Bacteria_16S 
strain 133 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
265678411] ref |NR_028713.1 
951100 952594 Curvibacter delicatus Bacteria; 


397952 Bacteria_16S 
strain 146 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
397952 Bacteria_16S 
psychrophila strain CA 1 16S ribosomal RNA, partial seq 
psychrophila Bacteria; 


Simplicispira. 


397952 Bacteria_16S 
psychrophila strain CA 1 16S ribosomal RNA, partial seq 
psychrophila Bacteria; 


Simplicispira. 


397952 Bacteria_16S 


943750 943785 85 


945222 945257 1 


945313 945348 85 


946782 946817 1 

Proteobacteria; 
946873 946908 85 
Proteobacteria; 


948439 948474 85 


950000 950035 85 


951559 951594 85 


953019 953054 1 
Proteobacteria; 
953110 953145 85 
Proteobacteria; 


954670 954705 85 


Betaproteobact 


Betaproteobact 


Betaproteobacter 


Betaproteobacter 


120 gi 


36 gi 


120 gi 


36 gi 


120 gi 


120 gi 


120 gi 


120 gi 


36 gi 


120 gi 


120 gi 


265678416 |ref|NR_028718.1 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
397952 Bacteria_16S 
pseudoflava strain GA3 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholde 
397952 Bacteria_16S 
pseudoflava strain GA3 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholde 
397952 Bacteria_16S 
taeniospiralis strain 2K1 16S ribosomal RNA, partial se 
taeniospiralis Bacteria; 


mamonadaceae; 
265678415|ref|NR_028717.1 
nce 944846 946358 Hydrogenophaga pseudoflava 
riales; Comamonadaceae; Hydrogenophaga. 

265678415|ref|NR_028717.1 
nce 944846 946358 Hydrogenophaga pseudoflava 
riales; Comamonadaceae; Hydrogenophaga. 

265678414|ref|NR_028716.1 
quence 
eria; Burkholderiales; Comamonadaceae; 


265678414] ref |NR_028716.1 
quence 
eria; Burkholderiales; Comamonadaceae; 


265678413 |ref|NR_028715.1 
947973 949484 Acidovorax temperans Bacteria; 


265678410|ref|NR_028712.1 
uence 
ia; Burkholderiales; 


265678410|ref|NR_028712.1 
uence 


ia; Burkholderiales; 


265678409 |ref|NR_028711.1 


946409 947922 


946409 947922 


Curvibacter. 


952645 954156 


952645 954156 


Hydrogenophaga flava 
Bacteria; 


Hydrogenophaga. 


Hydrogenophaga 


Hydrogenophaga 


Hydrogenophaga 
Hydrogenophaga 


Hydrogenophaga 
Hydrogenophaga 


Acidovorax temperans 


Acidovorax delafieldii 


Curvibacter delicatus 


Simplicispira 
Simplicispira 


Comamonadaceae; 


Simplicispira 
Simplicispira 


Comamonadaceae; 


Giesbergeria sinuosa 


strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
397952 Bacteria_16S 
cheerisanensis strain YC75 16S ribosomal RNA, partial s 
cheerisanensis Bacteria; Actinobacteria; Actinobacterid 
Kitasatospora. 
397952 Bacteria_16S 
strain S5b2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
397952 Bacteria_16S 
strain 7-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
397952 Bacteria_16S 
strain 7-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
120 gi|265678353|ref|NR_028655.1 
1036784 10382 


Streptomycetaceae; 


397952 Bacteria_16S 
strain 7-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
397952 Bacteria_16S 
scabrisporus strain KM-4927 16S ribosomal RNA, partial 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
397952 Bacteria_16S 
strain I-132 16S ribosomal RNA, 
Actinobacteria; Actinoba 
397952 Bacteria_16S 
strain I-273 16S ribosomal RNA, 
Actinobacteria; Actinoba 
397952 Bacteria_16S 
CMS 81 16S ribosomal RNA, 
Actino: 
397952 Bacteria_16S 


Streptomycetaceae; 


Actinobacteridae; 


Actinobacteridae; 


968431 968466 85 


1002218 1002253 1 


1035713 1035748 85 


1037163 1037198 1 


1037254 1037289 85 


1097559 1097594 85 


1114282 1114317 85 


1115808 1115843 85 


1136921 1136956 85 


1138472 1138507 85 


1146059 1146094 85 


partial sequence 
cteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


complete sequence 


36 gi| 265678376 |ref|NR_028678.1 
1001834 10033 


120 gi|265678311|ref|NR_028613.1 


120 gi|265678299|ref|NR_028600.1 
1113840 11153 


120 gi|253680764|ref|NR_028012.1 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacte 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
397952 Bacteria_16S 
strain Ter6 16S ribosomal RNA, partial sequence 


120 gi|253680759|ref|NR_028007.1 


equence 
ae; Actinomycetales; 


sequence 


mamonadaceae; Giesbergeria. 
120 gi|265678398|ref|NR_028700.1 


967981 969477 
Strep 


Herbaspiri 


Curvibacter. 


1097121 109859 
Actinomycetales; Strepto 


Leifsonia. 


Leifsonia. 


Kitasatospora 
Kitasatospora 
tomycineae; 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 
ocyclaceae; Azovibrio. 
120 gi|265678354|ref|NR_028656.1 
1035238 10367 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
alobacteraceae; 
36 gi| 265678353 |ref|NR_028655.1 
1036784 10382 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Streptomyces 
9 Streptomyces 
mycineae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
Kineosporiineae; Kineosporiace 
120 gi| 265678298 |ref|NR_028599.1 
1115364 11168 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
Kineosporiineae; Kineosporiace 
120 gi| 253680765 |ref|NR_028013.1 
1136447 1137959 Leifsonia aurea Bacte 
mycetales; Micrococcineae; Microbacteriaceae; 


ae; Kineosporia. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Collimonas fungivorans 


1145612 1147064 Collimonas fungivorans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimonas. 


397952 Bacteria_16S 
lucentensis strai 
Proteob 
397952 Bacteria_16S 


Bacteria; 


C91 16S ribosomal 
Proteobacteria; 


C91 16S ribosomal 
Proteobacteria; 


TTB310 Bacteria; 


397952 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


397952 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


397952 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


B 
397952 Bacteria_16S 


B 
397952 Bacteria_16S 
tataouinensis TTB 


1150467 1150502 1 
n QMT2 
acteria 


36 gi 
16S ribosomal RNA, partial sequ 
Alphaproteobacteria; Rhodospi 
36 gi 


La 
1179276 11793111 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1179367 1179402 85 120 gi 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1197586 1197621 85 120 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1266897 1266932 85 120 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1311906 13119411 36 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


e 


1345823 1345858 85 120 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


253680756 
ence 11501 
rillales; 
228717704 
1178919 1180416 Nitro 
itrosomona 
228717704 
1178919 1180416 Nitro 
itrosomona 
228715504 


rkholderia 
219846423 
1266430 12679 
alobactera 
228721465 
sequence 
eria; 


228720938 
ence 13453 
mycetales; 


ref 


ref 


ref 


ref 
11971 
les; 
ref 
ref 
Xant 


ref 


Mic 


78 1151571 Thala 
Rhod 


somo 
dace 


somo 
dace 


31 1198567 Ramli 


1311542 13130 
homo 


NR_028004.1 


ospirillace 
NR_027566.1 
nas eutroph 
ae; Nitroso 
NR_027566.1 
nas eutroph 
ae; Nitroso 
NR_027534.1 


Comamonada 
NR_026014.1 
; Massilia. 
NR_027606.1 


nadales; Xa 


NR_027599.1 


82 1346861 Brachy 


rococcineae; 


s 
a 


a 
monas. 


a 
monas . 


b 
c 


4 
n 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 


Ramlibacter 
acter tataouinensis 
eae; Ramlibacter. 
Massilia timonae 


23 Massilia timonae Bacteria; 
ceae 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


397952 Bacteria_16S 1376014 1376049 1 36 gi| 228717818 |ref|NR_027567.1| Polaromonas 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

397952 Bacteria_16S 1376105 1376140 85 120 gi|228717818|ref|NR_027567.1| Polaromonas 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
CdJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

397952 Bacteria_16S 1401540 1401575 85 120 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

397952 Bacteria_16S 1424110 1424145 1 36 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

397952 Bacteria_16S 1428802 1428837 1 36 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 

397952 Bacteria_16S 1438053 1438088 1 36 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

397952 Bacteria_16S 1439676 1439711 85 120 gi|224581428|ref|NR_027210.1| Lentzea violacea 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
397952 Bacteria_16S 1465290 1465325 1 36 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

397952 Bacteria_16S 1468298 1468333 1 36 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

397952 Bacteria_16S 1474340 1474375 85 120 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 1480515 1480550 1 36 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

397952 Bacteria_16S 1536308 1536343 85 120 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

397952 Bacteria_16S 1540979 1541014 85 120 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

397952 Bacteria_16S 1542539 1542574 85 120 gi|219857374|ref|NR_024962.1] Actinokineospora 


diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 


diospyrosa Bacter 
Actinosynnematace 


ia; 


ae; Actinokineospora. 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


397952 Bacteria_16S 
strain B8 
Proteobacteria; 
397952 Bacteria_16S 
strain B8 
Proteobacteria; 
397952 Bacteria_16S 
strain B6 
Proteobacteria; 
397952 Bacteria_16S 
strain B6é 
Proteobacteria; 
397952 Bacteria_16S 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 15511 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 
397952 Bacteria_16S 


citratiphilum strain B4 16S ribosomal RNA, partial sequence 15511 
Proteobacteria; Betaproteobacteria; Burkholderi 


Bacteria; 
397952 Bacteria_16S 
paranensis strain 


Streptomycetaceae; 
397952 Bacteria_16S 
terrestris strain 


Streptomycetaceae; 
397952 Bacteria_16S 
gansuensis strain 


Streptomycetaceae; 
397952 Bacteria_16S 
strain JCM 9114 1 


397952 Bacteria_16S 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 
stercoricanis Bacteria; 


397952 Bacteria_16S 


margaritifer strain N2-214 16S ribosomal RNA, partial s 


margaritifer Bacteria; 
Tepidiphilus. 
397952 Bacteria_16S 
strain OSBAC1 16S 
Proteobacteria; 
397952 Bacteria_16S 
strain LMG 3475 1 
Proteobacteria; 
397952 Bacteria_16S 
strain KMM 1376 1 
Proteobacteria; 
397952 Bacteria_16S 
flaccumfaciens pv. 

Curtobacterium 
Actinomycetales; 
397952 Bacteria_16S 
strain P 297/02 1 


397952 Bacteria_16S 
strain P 229/10 1 


397952 Bacteria_16S 


limicola strain GolChil 16S ribosomal RNA, 


limicola Bacteria; 
397952 Bacteria_16S 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; 
Gulosibacter. 


Microbacteriaceae; 
397952 Bacteria_16S 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteri 


397952 Bacteria_16S 


1548532 1548567 1 


1548623 1548658 85 


1549998 1550033 1 


1550089 1550124 85 


1551466 1551501 1 


1551557 1551592 85 


1555983 1556018 85 


15574 


77 1557512 85 


1558971 1559006 85 


1575482 1575517 85 


1622825 1622860 85 


Proteobacteria; 
1686653 1686688 85 


Proteobacteria; 


1708148 1708183 1 


1725022 1725057 85 


1755380 1755415 1 


1811470 1811505 85 
flaccumfaciens pv. 


1819147 1819182 85 


1822204 1822239 85 


1829695 1829730 1 


1834336 1834371 85 


1878505 1878540 85 


1886365 1886400 85 


36 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 


120 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 


36 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 


120 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; 


36 


120 


120 


HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


120 


HKI 0186 16S ribosomal RNA, partial sequence 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


120 


HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


120 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


120 


Betaproteobacteria; 


120 


Betaproteobacteria; 


36 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


120 


6S ribosomal RNA, partial sequence 1724592 17259 
Betaproteobacteria; Burkholderiales; Comamonadace 


36 


6S ribosomal RNA, partial sequence 1755010 17565 
Gammaproteobacteria; Oceanospirillales; 


120 


gi] 219857245 
1548180 15495 


Aquabacterium. 


gi] 219857245 
1548180 15495 


Aquabacterium. 


gi|219857244 
1549646 15510 


Aquabacterium. 


gi| 219857244 
1549646 15510 
Aquabacteriu 
gi| 219857243 


gi|219857243 


ales; 
gi|219846194 
Actinomyce 
gi| 219846193 


Actinomyce 


gi|219846192 


Actinomyce 


gi|219856867 


gi|219878461 
Burkh 
219878417 
equence 

Hydrog 


gi 


gi|219878402 
1707781 17092 


gi|219878391 


gi| 219878369 


219878328 


Halomonadaceae; 


ref|NR_024875.1 
95 Aquabacterium 


ref|NR_024875.1 
95 Aquabacterium 


ref |NR_024874.1 
61 Aquabacterium 


ref |NR_024874.1 
61 Aquabacterium 
m. 


ref |NR_024871.1 


ref |NR_024871.1 


ref|NR_025784.1 
1555586 155703 
tales; 


ref|NR_025783.1 
1557082 155852 
tales; 


ref|NR_025782.1 

1558576 156000 
tales; 
ref |NR_024686.1 
eae; 
ref|NR_025600.1 

1622384 162383 
olderiales; Alca 
ref|NR_025556.1 


1686206 168766 
enophilales; 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref |NR_025530.1 


Comamonas. 
NR_025508.1 


ae; 
ref 


ref 


gi 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 


NR_025467.1 
partial sequ 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 


12 1552529 Aquabacterium citratiphilum 
Aquabacterium. 


Aquabacterium 


12 1552529 Aquabacterium citratiphilum 
Aquabacterium. 


Kitasatospora 
1 Kitasatospora 


Streptomycineae; 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Kitasatospora 
4 Kitasatospora 


Streptomycineae; 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Sutterella 

8 Sutterella 
ligenaceae; Sutterella. 
Tepidiphilus 

1 Tepidiphilus 


Hydrogenophilaceae; 


Rheinheimera baltica 


baltica Bacteria; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 
Halomonas. 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 


120 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


120 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


36 


120 


120 


120 


complete sequence 
Proteobacteria; Betaproteobacteria; 


Curtobacterium. 


gi|219878323 


gi|219878321 


gi|219878316 


Rhodocycla 


gi|219878312 


gi|219878282 


a; 


Actinomycetales; 


Burkholderi 


ref |NR_025462.1 
91 Plantibacter 
; Microbacteriac 
ref |NR_025460.1 


; Microbacteriac 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025451.1 

1833888 183531 
Microc 


ref|NR_025421.1 
1878060 187954 
ales; Burkho 


gi|219878274 


halophila strain DSM 44411 16S ribosomal RNA, partial sequence 


halophila Bacteria; 
Pseudonocardiaceae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Propionivibrio 

7 Propionivibrio 
eae; Propionivibrio. 
Gulosibacter 

7 Gulosibacter 
occineae; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 


ref|NR_025413.1 
1885917 188742 


Saccharomonospora 
1 Saccharomonospora 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Saccharomonospora. 


397952 Bacteria_16S 1922547 1922582 85 120 gi| 219878246 |ref|NR_025385.1] Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 
397952 Bacteria_16S 1936242 1936277 85 120 gi| 219878237 |ref|NR_025376.1| Comamonas 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
397952 Bacteria_16S 1948503 1948538 85 120 gi| 219878229 |ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
397952 Bacteria_16S 1963696 1963731 85 120 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 
397952 Bacteria_16S 1965216 1965251 85 120 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

397952 Bacteria_16S 1971016 1971051 85 120 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 


397952 Bacteria_16S 2065944 2065979 85 120 gi| 219878146 |ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
397952 Bacteria_16S 2067413 2067448 1 36 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

397952 Bacteria_16S 2067504 2067539 85 120 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

397952 Bacteria_16S 2068945 2068980 1 36 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

397952 Bacteria_16S 2076682 2076717 85 120 gi|219878138|ref|NR_025277.1| Propionibacterium 


propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
397952 Bacteria_16S 2078242 2078277 85 120 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
397952 Bacteria_16S 2081353 2081388 85 120 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 
397952 Bacteria_16S 2085871 2085906 1 36 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

397952 Bacteria_16S 2093421 2093456 1 36 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 
397952 Bacteria_16S 2122403 2122438 85 120 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
397952 Bacteria_16S 2178378 2178413 85 120 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
397952 Bacteria_16S 2184312 2184347 1 36 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 
397952 Bacteria_16S 2195032 2195067 85 120 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
397952 Bacteria_16S 2263430 2263465 1 36 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


397952 Bacteria_16S 2304336 2304371 1 36 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

397952 Bacteria_16S 2304427 2304462 85 120 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

397952 Bacteria_16S 2307435 2307470 1 36 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

397952 Bacteria_16S 2315071 2315106 85 120 gi|219857519|ref|NR_025107.1| Comamonas koreensis 


strain KCTC 12005 


Proteobacteria; 
397952 Bacteria_ 


397952 Bacteria_ 


16S ribosomal RNA, partial sequence 


Betaproteobacteria; Burkholderiales; Coma 


16S 2352754 2352789 85 120 


gi 


Proteobacteria; 


16S 2493836 2493871 85 120 


gi 


Betaproteobacteria; 


Burkholderiales; 
219857387 


2314634 2316097 Comamonas koreensis Bacteria; 
monadaceae; 
219857492 
denitrificans strain 123 16S ribosomal RNA, partial sequence 

denitrificans Bacteria; 


Comamonas. 
ref|NR_025080.1] Comamonas 

2352316 2353757 Comamonas 
Comamonadaceae; 
NR_024975.1 


Comamonas. 


ref Tetrasphaera 


australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; 
397952 Bacteria_16S 
strain 3CB-1 16S 
Proteobacteria; 

397952 Bacteria_16S 


Tetrasphaera. 
2498185 2498220 1 


2499724 2499759 1 


strain MF63 16S ribosomal RNA, partial sequence 


Proteobacteria; 


397952 Bacteria_16S 2518029 2518064 85 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
397952 Bacteria_16S 2521125 2521160 82 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


gi 


2493400 249486 
Actinomycetales; 


9 Tetrasphaera 


Micrococcineae; 


gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 

2497830 2499317 Thauera chlorobenzoica Bacteria; 
Thauera. 

gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 


2499368 25008 


gi| 219857365 |ref 


219857363 |ref 


2517611 251909 
Actinomycetales; 


NR_024953.1 


NR_024951.1 


57 Azoarcus toluclasticus Bacteria; 
Azoarcus. 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Pseudomonas 


thivervalensis strain SBK26 16S ribosomal RNA, partial 
thivervalensis Bacteria; 


Pseudomonas. 


397952 Bacteria_16S 


strain ATCC 4973 
Proteobacteria; 


397952 Bacteria_16S 
palleronii strain 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 
397952 Bacteria_16S 
palleronii strain 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 
397952 Bacteria_16S 


strain CCUG 2113 
Proteobacteria; 


397952 Bacteria_16S 


albus strain JL 8 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptacidiphilus. 
397952 Bacteria_16S 
carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptacidiphilus. 
397952 Bacteria_16S 
naphthovorans str 
naphthovorans Bacteria; 
397952 Bacteria_16S 

strain CKB 16S ribosomal RNA, partial sequence 


Proteobacteria; 


intermedia strain 
Bacteria; 


intermedia strain 
Bacteria; 


pelophilus strain 
pelophilus Bacter 


397952 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; Betaproteobacteria; Burkholder 
397952 Bacteria_16S 


Proteobacteria; Betaproteobacteria; Burkholder 
397952 Bacteria_16S 


Proteobacteria; 


2528677 2528712 82 117 


gi 


2543089 2543124 1 36 gi 
CCUG 20334 16S ribosomal RNA, partial 


2543180 2543215 85 120 gi 
CCUG 20334 16S ribosomal RNA, partial 


2544737 2544772 85 120 gi 


2552298 2552333 85 
3 16S ribosomal RNA, 


120 gi 
complete sequence 


2553859 2553894 85 120 


gi 


2607674 2607709 1 36 gi 
Proteobacteria; 


2618534 2618569 1 36 gi 


2644536 2644571 1 36 gi 
S1 16S ribosomal RNA, partial sequence 


2644627 2644662 85 120 gi 
S1 16S ribosomal RNA, partial sequence 


2646078 2646113 1 36 gi 
asp 66 16S ribosomal RNA, partial sequ 
ia; Proteobacteria; Betaproteobacteria; 
2649082 2649117 1 36 gi 
ribosomal RNA, partial sequence 


sequence 
Gammaproteobacteria; 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
219857348 


219857347 
16S ribosomal RNA, partial sequence 2544276 25457 
Betaproteobacteria; Burkholderiales; Comamonadace 
219857342 


219857341 
complete sequence 25534 


219857263 
ain NAG-2N-126 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; 
219857253 
2618180 26196 
Betaproteobacteria; Rhodocyclales; Rhodo 


397952 Bacteria_16S 219857228 


219857225 
2648722 2650196 Azonexus fungiphilus Bacteria; 


Pse 


sequence 


sequence 
Burkhold 


25518 
Stre 


Stre 


Ocea 


cyclaceae 


26441 
iales; 


26441 
iales; 


ence 
Rhodocyc 


Burkholderiales; 
219857348 


Comamonadaceae; 
219857228 


Comamonadaceae; 
219857227 


2520665 2522094 Pseudomonas 
udomonadales; Pseudomonadaceae; 


ref|NR_024946.1| Pseudomonas fragi 
82 Pseudomonas fragi Bacteria; 
Pseudomonas. 
ref|NR_024936.1| Hydrogenophaga 

2542716 2544225 Hydrogenophaga 
Comamonadaceae; Hydrogenophaga. 
ref|NR_024936.1| Hydrogenophaga 

2542716 2544225 Hydrogenophaga 
eriales; Comamonadaceae; Hydrogenophaga. 
ref|NR_024935.1| Acidovorax facilis 
86 Acidovorax facilis Bacteria; 
ae; Acidovorax. 
ref|NR_024930.1| Streptacidiphilus 
53 2553362 Streptacidiphilus albus 
ptomycineae; Streptomycetaceae; 


ref|NR_024929.1| Streptacidiphilus 
13 2554923 Streptacidiphilus carbonis 
ptomycineae; Streptomycetaceae; 


ref|NR_024894.1] Neptunomonas 

ce 2607312 2608777 Neptunomonas 

nospirillales; Neptunomonas. 

ref|NR_024884.1| Dechloromonas agitata 

85 Dechloromonas agitata Bacteria; 

; Dechloromonas. 

ref|NR_024856.1| Hydrogenophaga 

82 2645662 Hydrogenophaga intermedia 

Hydrogenophaga. 

ref|NR_024856.1| Hydrogenophaga 

82 2645662 Hydrogenophaga intermedia 

Hydrogenophaga. 

ref|NR_024855.1| Propionivibrio 
2645713 2647197 Propionivibrio 

lales; Rhodocyclaceae; Propionivibrio. 


ref|NR_024853.1| Azonexus fungiphilus 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 


397952 Bacteria_16S 
6a3 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azos 
397952 Bacteria_16S 2652117 2652152 1 36 gi 
strain VB32 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
397952 Bacteria_16S 2653603 2653638 1 36 
strain SWub3 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
397952 Bacteria_16S 2674586 2674621 1 36 
subterraneus stra 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacte 
397952 Bacteria_16S 2718093 2718128 85 120 gi 
chlorophenolicum strain CPW301 16S ribosomal RNA, parti 
chlorophenolicum Bacteria; Proteobacteria; 
Herbaspirillum. 
397952 Bacteria_16S 2743698 2743733 85 
strain T7 16S ribosomal RNA, partial sequence 
Proteobacteria; 
397952 Bacteria_16S 2746568 2746603 85 120 gi 
baikonurensis strain Al-22 16S ribosomal RNA, partial s 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiaceae; Rhodococcus. 

397952 Bacteria_16S 2749309 2749344 1 36 gi 
nitroreducens strain NA10B 16S ribosomal RNA, partial s 
nitroreducens Bacteria; Proteobacteria; Betaproteobacte 
Diaphorobacter. 
397952 Bacteria_16S 2749400 2749435 85 120 gi 
nitroreducens strain NA10B 16S ribosomal RNA, partial s 
nitroreducens Bacteria; Proteobacteria; Betaproteobacte 
Diaphorobacter. 
397952 Bacteria_16S 
terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 
397952 Bacteria_16S 
strain IFO 16295 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
397952 Bacteria_16S 2784108 2784143 85 120 gi 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partia 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; Okibacterium. 

397952 Bacteria_16S 2826251 2826286 85 


2650586 2650621 1 36 gi 


Rhodoc 
gi 


Rhodoc 
gi 


Yr. 


al 


120 gi 


ri 


ri 


2759981 2760016 85 120 gi 
15668 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetal 
2770494 2770529 85 


120 gi 


120 gi 
Actinobacteria; Actinobacteridae; Actinomycetales; Franki 
397952 Bacteria_16S 2843001 2843036 85 120 gi 
cineracea strain SK-3255 16S ribosomal RNA, complete sequ 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Act 
Streptomycetaceae; Kitasatospora. 

397952 Bacteria_16S 2849217 2849252 85 120 gi 
saccharophila strain DSM 654 16S ribosomal RNA, partial 
saccharophila Bacteria; Proteobacteria; Betaproteobacte 
397952 Bacteria_16S 2856935 2856970 1 36 gi 
strain ATCC 33616 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomon 
397952 Bacteria_16S 2861541 2861576 1 36 gi 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria 
397952 Bacteria_16S 2861632 2861667 85 120 gi 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partia 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteri 
397952 Bacteria_16S 2866160 2866195 1 36 gi 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; 
Marinobacterium. 
397952 Bacteria_16S 2867804 2867839 85 120 gi 
huttiense strain ATCC 14670 16S ribosomal RNA, partial 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; 
Herbaspirillum. 


s 
ri 


a 


eq 
A 


se 
B 


219857224 
2650247 2651682 Azosp 
pi 
219857223 
2651733 26532 


219857222 
2653267 26546 


219857206 
in C55 16S ribosomal RNA, partial sequence 26742 


219857176 
Betaproteobacteria; 
219857158 
2743252 27447 
Betaproteobacteria; Burkholderiales; Comamonadace 


219857156 
equence 


219857154 
equence 


219857154 
equence 


219857146 


219857137 
16S ribosomal RNA, partial sequence 2770058 27 


219857127 


219856906 
strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 28272 


219856895 


219856891 


19856883 


219856880 


219856879 


ra. 


yclaceae; 


yclaceae; 


sequenc 
Bu 


a; Bu 


a; Bu 


ce 27 
es; P 


595 


715 
bacte 


1 sequen 


neae; 
ence 
inomycet 
equence 
a; 


28565 
dales; X 


sequence 


sequence 
Burkhol 


uence 


lteromon 


quence 
urkholde 


397952 Bacteria_16S 2893983 2894018 85 120 
strain CM-10 16S ribosomal RNA, partial sequence 


gi 


219856860 


ref 
ira 


ref 
16 Azoarcus indigens Bacteria; 


ref 
16 Azoarcus communis Bacteria; 


ref 
15 2675666 Thiob 


ref 
e 2717632 27191 
rkho 
ref 
07 Delftia tsuruhatensis Bacteria; 
ae; 
ref 


2746146 27474 


Actinomycet Corynebacterineae; 


ref 


2748935 27504 
Comamonadaceae; 


rkholde 
ref 
rkholde 


ref 


ref 


rineae; 
ref 


Actinomyceta 


ref 


ales; 
ref 


Burkholde 


219856886 | ref 


Burkholderiales; 


19856883 | ref 


deri 
ref 


adal 
ref 
rial 


ref 


NR_024852. 


NR_024851. 


Azoarcus. 


NR_024850. 


Azoarcus. 


NR_024834. 
NR_024804. 
lderiales; 

NR_024786. 


Delftia. 
NR_024784. 


ales; 
NR_024782. 
riales; 


2748935 27504 
riales; 


les; 


hthyaceae; 
2842551 28440 


2848765 28502 
riales; 


2861171 28626 
2861171 28626 
ales; 
2865789 28673 


es; 


2867356 28688 
es; 


oryzae Bact 


NR_024782.1 


NR_024774.1 
56 2761026 Actino 
seudonocardineae; 


NR_024765.1 
50 Rhodococcus jostii Bacteria; 
Nocardiace 
NR_024755.1 
ce 2783663 27851 
Microc 


NR_024727.1 
96 Sporichthya polymorpha Bacteria; 
Sporic 
ref|NR_024714.1 
Streptomyc 
NR_024710.1 


Coma: 
NR_024705.1 
57 2858059 Pseudo 
anth 
ref 


omonadaceae; 
NR_024702.1 


Comamo 
NR_024702.1 


Comamo 
NR_024699.1 


Alteromo 
NR_024698.1 
Oxalobac 


NR_024679.1 
2893553 2894997 Mycetocola lacteus Bacteria; 


0 


9 


5 


5 


a 


6 
° 


s 


6 


6 


7 


a 


0 


4 


e 


Azospira oryzae strain 
ria; Proteobacteria; 
Azoarcus indigens 


Azoarcus communis 


Thiobacter 


acter subterraneus 


Herbaspirillum 
5 Herbaspirillum 


Oxalobacteraceae; 


Delftia tsuruhatensis 


Rhodococcus 
3 Rhodococcus 


Diaphorobacter 
5 Diaphorobacter 


Diaphorobacter 
5 Diaphorobacter 


Comamonadaceae; 


Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Rhodococcus jostii 


e; Rhodococcus. 
Okibacterium 

8 Okibacterium 

ccineae; 


Sporichthya polymorpha 


porichthya. 
Kitasatospora 
5 Kitasatospora 
ineae; 


Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 
Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 
Marinobacterium 

5 Marinobacterium 
nadaceae; 


Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Mycetocola lacteus 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 


397952 Bacteria_16S 2895478 2895513 85 120 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 


strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
397952 Bacteria_16S 2896972 2897007 85 120 gi|219856858|ref|NR_024677.1| Mycetocola 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 
397952 Bacteria_16S 2898461 2898496 85 120 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 
397952 Bacteria_16S 2899975 2900010 85 120 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
397952 Bacteria_16S 2903047 2903082 85 120 gi|219856854|ref|NR_024673.1| Zimmermannella alba 
strain IFO 15616 16S ribosomal RNA, partial sequence 2902597 2904077 Zimmermannella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
397952 Bacteria_16S 2918450 2918485 85 120 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 
397952 Bacteria_16S 2930361 2930396 1 36 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 


397952 Bacteria_16S 2934888 2934923 1 36 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
397952 Bacteria_16S 2939481 2939516 85 120 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
397952 Bacteria_16S 2944036 2944071 85 120 gi|219856827|ref|NR_024646.1] Sporichthya 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 
397952 Bacteria_16S 2977403 2977438 85 120 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
397952 Bacteria_16S 2978935 2978970 85 120 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


397952 Bacteria_16S 3006417 3006452 85 120 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
397952 Bacteria_16S 3013866 3013901 1 36 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 


strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
397952 Bacteria_16S 3013957 3013992 85 120 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
397952 Bacteria_16S 3045795 3045830 85 120 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 
397952 Bacteria_16S 3054899 3054934 1 36 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 
397952 Bacteria_16S 3054990 3055025 85 120 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 


397952 Bacteria_16S 3059451 3059486 1 36 gi|219846882|ref|NR_026474.1| Thauera selenatis 
strain AX39 16S ribosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

397952 Bacteria_16S 3060992 3061027 1 36 gi| 219846881 |ref|NR_026473.1| Thauera 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
397952 Bacteria_16S 3068419 3068454 85 120 gi|219846876|ref|NR_026468.1| Microbacterium 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


397952 Bacteria_16S 


3072840 3072875 1 


36 


strain 4-87 16S ribosomal RNA, partial sequence 


397952 Bacteria_16S 
limneticum strain 
Bacteria; 
397952 Bacteria_16S 
strain DSM 12081 


397952 Bacteria_16S 
strain DSM 44267 


397952 Bacteria_16S 


strain LMG 471 16S ribos 
Proteobacteria; Gammaproteobacteria; 


397952 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


397952 Bacteria_16S 


strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 


397952 Bacteria_16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


397952 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
397952 Bacteria_16S 


strain LMG 690 16S ribos 
Proteobacteria; Gammaproteobacteria; 


397952 Bacteria_16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


397952 Bacteria_16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


397952 Bacteria_16S 


strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 


397952 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 


16S rib 
Actinobacteria; Actinoba 


3074288 3074323 1 


3113415 3113450 1 


3152666 3152701 85 


3181500 3181535 1 


3183052 3183087 1 


3184604 3184639 1 


3186156 3186191 1 


Xanthomonadales; Xanthomonadaceae; Xanthomon 
3187708 3187743 1 36 gi|219846796|ref|NR_026388.1 
11 16S ribosomal RNA, partial sequence 3187344 318884 


Proteobacteria; 


3189260 3189295 1 


3190812 3190847 1 


3192364 3192399 1 


3193914 3193949 1 


3195466 3195501 1 


36 


36 


complete sequence 
Rhodocyclales; 


120 


36 


omal RNA, partial sequence 


36 


36 


omal RNA, partial sequence 


36 


omal RNA, partial sequence 


Gammaproteobacteria; 


36 


omal RNA, partial sequence 


36 


omal RNA, partial sequence 


36 


omal RNA, partial sequence 


36 


36 


gi|219846873 


3072467 30738 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 


gi|219846872 


gi| 219846846 


gi|219846820 


osomal RNA, partial sequence 3152235 31537 
cteridae; Actinomycetales; Micrococcineae; 


gi| 219846800 
3181138 31826 


gi|219846799 


somal RNA, partial sequence 3182688 31841 


gi|219846798 
3184240 31857 


gi|219846797 
3185792 31872 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 


gi|219846792 


somal RNA, partial sequence 3193552 31950 


gi|219846791 
3195102 31966 


Rhodocyclaceae; 


3113039 3114569 Azoarc 
Rhodocyclaceae; Azoarcus. 


Xanthomonadales; 


ref |NR_026465.1 


ref|NR_026464.1 


ref|NR_026438.1 


ref|NR_026412.1 


ref|NR_026392.1 
Xanthomon 
ref|NR_026391.1 
Xanthomon 
ref |NR_026390.1 
Xanthomon 


ref|NR_026389.1 


Xanth 


ref|NR_026387.1 
Xanthomon 
ref|NR_026386.1 
Xanthomon 
ref|NR_026385.1 
Xanthomon 
ref|NR_026384.1 
Xanthomon 


ref |NR_026383.1 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Ferribacterium 


cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Ferribacterium. 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
Intrasporangiaceae; 


Terracoccus. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 


as. 
Xanthomonas 

5 Xanthomonas 

omonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
397952 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


3221097 3221132 85 120 gi 
M 1522 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholderi 


219846773 


ce 32206 
ales; 


Oxalobacteraceae; 


Xanthomonas. 

ref|NR_026365.1| Janthinobacterium 
51 3222119 Janthinobacterium lividum 
Janthinobacterium. 


397952 Bacteria_16S 


agaricidamnosum strain Wlr3 16S ribosomal RNA, partial 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; 


Janthinobacterium. 
397952 Bacteria_16S 


3222616 3222651 85 


3225580 3225615 85 


120 


120 


219846772 
sequence 


gi 


gi|219846770 


strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 32266 


Burkholderiales; 


ref |NR_026364.1 
3222170 322363 
Ox 


ref|NR_026362.1 


Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
397952 Bacteria_16S 3269340 3269375 85 120 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 
strain Feox-1 16S ribosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 

397952 Bacteria_16S 3289006 3289041 1 36 gi|219846728|ref|NR_026320.1| Xanthomonas populi 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 


397952 Bacteria_16S 


3290531 3290566 1 


36 


gi|219846727 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 


397952 Bacteria_16S 


3292083 3292118 1 


36 


strain LMG 708 16S ribosomal RNA, partial sequence 


397952 Bacteria_16S 


3293635 32936701 


36 


strain LMG 538 16S ribosomal RNA, partial sequence 


397952 Bacteria_16S 


3295185 3295220 1 


36 


gi|219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


gi| 219846724 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 


Xanthomon 
ref|NR_026319.1 
Xanthomon 
ref |NR_026318.1 
Xanthomon 
ref |NR_026317.1 
Xanthomon 
ref|NR_026316.1 


16 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


as. 
Xanthomonas 


3294823 329632 


2 Xanthomonas 


397952 Bacteria_16S 3319507 3319542 1 


36 


gi|219846706 


pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 


pantelleriensis Bacteria; 
Halomonas. 


397952 Bacteria_16S 3349977 3350012 85 


Proteobacteria; 


Gammaproteobacteria; 


120 


gi| 219846684 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 33510 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


397952 Bacteria_16S 3351497 3351532 85 


120 


gi| 219846683 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 33525 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


397952 Bacteria_16S 3377508 3377543 85 


120 


strain M17C 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


397952 Bacteria_16S 
strain DSM 20315 


3452583 3452618 85 


397952 Bacteria_16S 3475406 3475441 85 


120 


120 


gi|219846664 
3377063 33785 


gi|219846608 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


gi|219846592 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


397952 Bacteria_16S 3476933 3476968 85 


marinonascens strain DSM 43752 16S ribosomal RNA, partial 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococcus. 
397952 Bacteria_16S 3516235 3516270 85 
strain DSM 20542 


397952 Bacteria_16S 
strain DSM 20528 


3517757 3517792 85 


397952 Bacteria_16S 3522290 3522325 1 


120 


120 


120 


36 


219846591 
sequenc 


gi 


gi| 219846565 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


gi|219846564 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219846561 


strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 35234 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


397952 Bacteria_16S 3589472 3589506 1 


strain Anox B 16S 


397952 Bacteria_16S 
strain Anox B 16S 


3589562 3589597 85 


397952 Bacteria_16S 
strain NCTC 83785 
Bacteria; 
397952 Bacteria_16S 


3627261 3627296 85 
16S ribosomal RNA, 


3641101 3641136 85 


36 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


120 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


120 


complete sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; 


120 


gi|219846516 
3589120 35906 
Ideonella. 

gi|219846516 
3589120 35906 
Ideonella. 

gi|219846487 
36267 
Neiss 


gi|219846478 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
397952 Bacteria_16S 3642626 3642661 85 


120 


gi|219846477 


mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 


mediocidica Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
397952 Bacteria_16S 3644158 3644193 85 


120 


strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


397952 Bacteria_16S 3768863 3768898 85 


michiganensis subspecies tessellarius strain 78181 16S 


120 


Actinomyc 


gi|219846476 
3643713 36451 


Oceanospirillales; 


Actinomycetales; 


ref|NR_026298.1] Halomonas 
3319157 3320633 Halomonas 
Halomonadaceae; 


ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 
Paucimonas. 
ref|NR_026275.1| Agrococcus jenensis 

38 Agrococcus jenensis Bacteria; 
Microbacteriaceae; Agrococcus. 
ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 
Dermacoccaceae; Kytococcus. 
ref|NR_026200.1| Micrococcus lylae 

11 Micrococcus lylae Bacteria; 
Micrococcus. 
ref|NR_026184.1] Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 
Nocardiaceae; Rhodococcus. 
ref|NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 


Actinomycetales; Corynebacterineae; 


ref|NR_026157.1| Curtobacterium luteum 
76 Curtobacterium luteum Bacteria; 
Curtobacterium. 
ref|NR_026156.1| Curtobacterium citreum 
98 Curtobacterium citreum Bacteria; 
Microbacteriaceae; Curtobacterium. 
ref|NR_026153.1| Thauera aromatica 

32 Thauera aromatica Bacteria; 

Thauera. 
ref|NR_026108.1| Ideonella dechloratans 
19 Ideonella dechloratans Bacteria; 


ref|NR_026108.1|] Ideonella dechloratans 
19 Ideonella dechloratans Bacteria; 


ref|NR_026079.1| Neisseria gonorrhoeae 
80 3628323 Neisseria gonorrhoeae 
eriaceae; Neisseria. 
ref|NR_026070.1| Kitasatospora 

3640656 3642130 Kitasatospora 
Streptomycineae; 


ref|NR_026069.1| Kitasatospora 
3642181 3643662 Kitasatospora 
etales; Streptomycineae; 


ref|NR_026068.1 
93 Kitasatospora 


Kitasatospora azatica 
azatica Bacteria; 


Streptomycineae; Streptomycetaceae; Kitasatospora. 


219846385 
ribosomal 


gi 


Clavibacter 
3768438 3769927 


ref 
RNA, 


NR_025976.1 
partial sequence 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


397952 Bacteria_16S 3770422 3770457 85 


Micrococcineae; Microbacteriaceae; 


120 


strain R001 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


397952 Bacteria_16S 3794540 3794575 85 


120 


strain 34-P 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


397952 Bacteria_16S 3836934 3836969 1 


36 


strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


397952 Bacteria_16S 3853709 3853744 85 


120 


strain SS-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


397952 Bacteria_16S 3855136 38551711 


36 


strain Td-21 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


Clavibacter. 
gi|219846384 
3769978 37714 


gi|219846367 
3794096 37955 


gi|219846337 
3836584 38380 


gi| 219846326 
3853246 38547 


gi|219846325 
3854781 38562 


ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
ceae; Ralstonia. 
ref|NR_025958.1|] Polaromonas vacuolata 
49 Polaromonas vacuolata Bacteria; 
ae; Polaromonas. 
ref|NR_025927.1| Halomonas pacifica 
63 Halomonas pacifica Bacteria; 
Halomonas. 
ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 


397952 Bacteria_16S 3875046 3875081 85 120 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

397952 Bacteria_16S 3887503 3887538 85 120 gi|219846304|ref|NR_025894.1| Vitreoscilla 
stercoraria strain Gottingen 1488-6 16S ribosomal RNA, partial sequence 3887024 3888512 Vitreoscilla 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Vitreoscilla. 
397952 Bacteria_16S 3889042 3889077 85 120 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

397952 Bacteria_16S 3961273 3961308 85 120 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 

397952 Bacteria_16S 3962776 3962811 85 120 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

397952 Bacteria_16S 3964192 3964227 1 36 gi|219846249|ref|NR_025839.1| Rhodocyclus tenuis 
strain 2761 16S ribosomal RNA, partial sequence 3963836 3965295 Rhodocyclus tenuis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 

397952 Bacteria_16S 3973132 3973167 85 120 gi| 219846243 |ref|NR_025833.1| Duganella zoogloeoides 
strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 3974137 Duganella zoogloeoides Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

397952 Bacteria_16S 3983095 39831301 36 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

397952 Bacteria_16S 3999436 3999471 1 36 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

397952 Bacteria_16S 4005421 4005456 1 36 gi|219846221|ref|NR_025811.1| Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

397952 Bacteria_16S 4011552 4011587 85 120 gi|219846215|ref|NR_025805.1| Janibacter melonis 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 4012597 Janibacter melonis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
397952 Bacteria_16S 4059918 4059953 85 120 gi|219846180|ref|NR_025770.1| Duganella 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
397952 Bacteria_16S 4084208 4084243 1 36 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 

397952 Bacteria_16S 4100593 4100628 1 36 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

397952 Bacteria_16S 4121992 4122027 85 120 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

397952 Bacteria_16S 4189514 4189549 85 120 gi| 219846083 |ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

397952 Bacteria_16S 4194112 4194147 85 120 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

397952 Bacteria_16S 4210584 4210619 85 120 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

397952 Bacteria_16S 390952 390982 90 120 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

397952 Bacteria_16S 880573 880607 85 119 gi|265678458|ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 

397952 Bacteria_16S 949909 949951 1 42 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

397952 Bacteria_16S 1986666 1986700 83 117 gi|219878204|ref|NR_025343.1]| Cystobacter 


ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 


Cystobacteraceae; 


Cystobacter. 


1986193 1987709 Cystobacter 


397952 Bacteria_16S 
skagerrakense str 


skagerrakense Bac 


397952 Bacteria_16S 


anguilliseptica s 


anguilliseptica B 


Pseudomonas. 


397952 Bacteria_16S 
aespoeensis strai 
aespoeensis Bacte 


Desulfovibrio. 


397952 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


397952 Bacteria_16S 


strain CFBP 2022 
Proteobacteria; 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


397952 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; 


strain P 513/19 1 
Proteobacteria; 


strain P 527/13 1 
Proteobacteria; 


strain P 538/23 1 
Proteobacteria; 


strain 520-20 16S 
Proteobacteria; G 


397952 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


397952 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


397952 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


397952 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


397952 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


397952 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


397952 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


397952 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


397952 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


397952 Bacteria_16S 


strain CMS 35 16S 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


2142004 2142038 83 117 


gi 
teria; Bacteroidetes; Flavobacteria; 
78967 79000 84 117 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; 
95657 95682 11 


36 gi 


ria; Proteobacteria; 
384807 384840 84 117 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
445011 445044 84 117 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


gi 


457363 457396 84 117 


gi 
ammaproteobacteria; Pseudomonadales; P 
458815 458848 84 117 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


470912 470945 84 117 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
555105 555138 84 117 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
556647 556680 84 117 gi 


ammaproteobacteria; Pseudomonadales; P 
558191 558224 84 117 gi 


ammaproteobacteria; Pseudomonadales; P 
639992 640025 84 il? gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
671761 671794 84 117 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


784880 784913 84 117 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


821507 821540 84 117 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
960790 960823 84 117 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1088574 1088607 84 117 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1414998 1415031 84 117 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
1578561 1578594 84 117 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1640974 1641007 84 117 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


1642536 1642569 84 117 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644097 1644130 84 117 gi 
ribosomal RNA, partial sequence 


gi 


ain D30 16S ribosomal RNA, partial seq 
F 


Gammaproteoba 


n Aspo2 16S ribosomal RNA, partial seq 
Deltaproteobacter 


384340 38587 


16S ribosomal RNA, partial sequence 456977 45835 


470446 47199 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


639529 64105 


821061 82256 


6S ribosomal RNA, partial sequence 1414552 14160 


1578118 15795 


1642082 16435 


219857640 
uence 

lavobacter 
265679011 
equence 
cteria; Ps 
265678999 
uence 

ia; Desulf 


265678798 


seudomonad 
265678758 
quence 
eria; Pseu 
265678746 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


seudomonad 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678624 


seudomonad 
265678601 
ial sequen 
obacteria; 


265678522 
1 sequence 
ria; Pseud 


265678498 


seudomonad 
265678404 

96032 
seudomonad 
265678317 
ence 10881 
nadales; P 
224581448 


seudomonad 
219846381 


seudomonad 
219878449 
equence 

ria; Pseud 


219878448 


seudomonad 


ref |NR_025229.1 
2141553 214301 
iales; Flavobact 
ref|NR_029319.1 
78587 79994 
eudomonadales; P 
ref |NR_029307.1 
95265 96764 
ovibrionales; De 


ref|NR_029103.1 
aceae; Pseudomon 
ref|NR_029063.1 

444544 446074 
domonadales; Pse 
ref|NR_029051.1 
aceae; Pseudomon 
ref|NR_029050.1 

458401 459808 
omonadales; Pseu 
ref|NR_029042.1 


acea 
ref 


e; Pseudomon 
NR_028987.1 


acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


acea 
ref 


e; Pseudomon 
NR_028929.1 


aceae; Pseudomon 
ref|NR_028906.1 
ce 671276 672778 
Pseudomonadales 


ref|NR_028826.1 

784432 785869 
omonadales; Pseu 
ref|NR_028801.1 
aceae; Pseudomon 
ref|NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027230.1 
acea 
ref 


e; Pseudomon 
NR_025972.1 


aceae; Pseudomon 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 


ref |NR_025587.1 


aceae; Pseudomon 


219878447 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Desulfovibrio 
Desulfovibrio 


sulfovibrionaceae; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Pseudomonas 
Pseudomonas 

udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 

Pseudomonas 

Pseudomonas 
Pseudomonadaceae; 


’ 


Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Pseudomonas 

monas psychrophila 
Pseudomonas. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 

Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 


ref|NR_025586.1 


Pseudomonas antarctica 


1643643 1645153 Pseudomonas antarctica Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


397952 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


397952 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


397952 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


397952 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


397952 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


397952 Bacteria_16S 


strain YIM 21741 
Actinobacteria; A 


397952 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


397952 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


397952 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


397952 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


397952 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


1694416 1694449 84 117 gi 
ammaproteobacteria; Pseudomonadales; P 
1695960 1695993 84 il? gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2143510 2143543 84 117 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2145015 2145048 84 117 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


eq 
ia 


2219246 2219279 84 117 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


tl 
ac 
2228319 2228356 83 120 gi 
ctinobacteridae; Actinomycetales; Micr 
2234402 2234435 84 117 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


oc 


s 
ia 


2302787 2302822 1 36 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2321202 2321235 84 117 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2322754 2322787 84 117 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2522607 2522640 84 117 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


en 
na 


se 


na 


se 
te 


397952 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
397952 Bact 
strain CIP 105470 
Proteobacteria; G 
397952 Bact 
strain CIP 105259 
Proteobacteria; G 
397952 Bact 
strain CIP 105274 
Proteobacteria; G 


397952 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


397952 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


397952 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


397952 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


397952 Bacteria_16S 


strain CIP 105273 
Proteobacteria; 


strain CIP 105460 
Bacteria; Proteob 


397952 Bacteria_16S 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


397952 Bacteria_16S 


eria_16 


eria_16 


eria_16 


G 
397952 Bacteria_16S 


2555433 2555466 84 117 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
s 2556999 2557032 84 117 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
s 2561625 2561658 84 117 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
s 2570758 2570791 84 117 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2579879 2579912 84 117 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581445 2581478 84 117 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583015 2583048 84 117 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584584 2584617 84 117 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2595422 2595455 84 117 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2596988 2597021 84 117 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2758530 2758563 84 117 gi 
rain KMM 3525 16S ribosomal RNA, parti 
cteria; Bacteroidetes; Sphingobacteria 


na 


se 


se 


se 


se 


na 


na 


na 


se 


na 


al 


’ 


219878411 
16S ribosomal RNA, partial sequence 1693968 16954 
seudomonad 
219878410 
1695512 16970 
seudomonad 
219857639 
2143068 21445 
seudomonad 
219857638 
uence 


219857586 
teria; 


219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
occineae 
219857576 
equence 


219857528 


219857515 


219857514 


219857362 


219857340 


219857339 


219857336 


219857287 


219857281 


219857280 


219857279 


219857278 


219857271 


219857270 


219857147 


; Pseudo: 


al seque 
P 


; Pseudo 


ce 23024 
dales; A 


23207 
udomonad 


23223 
dales; P 


quence 
ria; Pse 


25549 
dales; P 


25565 
udomonad 


25611 
udomonad 


25702 
udomonad 


25794 
udomonad 


25809 
dales; P 


25825 
dales; P 


25841 
dales; P 


25949 
udomonad 


25965 
dales; P 


sequenc 
Sphingob 


2815706 2815739 84 117 gi 


219856913 


alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 


mona 


nce 
seud 


mona 


acea 


udomonadales; 


ref|NR_025550.1 
e; Pseudomon 
ref|NR_025549.1 
e; Pseudomon 
ref|NR_025228.1 
e; Pseudomon 
NR_025227.1 
144573 214602 
dales; Pseud 


ref 
2 


ref|NR_025174.1 
221879 
omonadales; 


ref|NR_025168.1 


Microbacteriac 
4 
dales; d 
ref|NR_025116.1 
04 2303932 Marino 
1lteromonadaceae; 
ref|NR_025103.1 
64 2322265 Pseudo 
e; Pseudomon 
ref|NR_025102.1 


16 2323816 Pseudo 


seudomonadaceae 
ref|NR_024950.1 

2522145 252361 
Ps 


ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


ref |NR_024734.1 
2815260 281674 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


acea as. 


Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


acea as. 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


acea as. 


Pseudomonas 
7 Pseudomonas 


omonadaceae; 


Pseudomonas 


2 2220307 Pseudomonas 
Pseudomonadaceae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 
eae; 


Agromyces. 
Pseudomonas 
7 Pseudomonas 


omonadaceae; 


Marinobacter 


bacter lutaoensis 


Marinobacter. 
Pseudomonas brenneri 


monas brenneri Bacteria; 


as. 
Pseudomonas grimontii 


monas grimontii 


Pseudomonas. 
Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 


monas migulae Bacteria; 


as. 
Pseudomonas mosselii 


monas mosselii Bacteria; 


as. 
Pseudomonas jessenii 


monas jessenii Bacteria; 


as. 
Pseudomonas cedrina 


monas cedrina Bacteria; 


as. 
Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


monas monteilii 


Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Pseudomonas 
8 Pseudomonas 


alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


397952 Bacteria_16S 


strain ATCC 13522 
Bacteria; 


strain ATCC 49968 
Bacteria; 


plecoglossicida s 


plecoglossicida B 


Pseudomonas. 


397952 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; 


strain DSM 11363 
Proteobacteria; 


strain VKM-14L 16 
Proteobacteria; 


strain B62 16S ri 
Proteobacteria; 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


397952 Bacteria_16S 


strain 20-5 16S r 


strain SGT-108 16 
Proteobacteria; 


strain SGT-39 16S 
Proteobacteria; 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


397952 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


397952 Bacteria_16S 


antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 


397952 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


397952 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


397952 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


397952 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


397952 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


397952 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


397952 Bacteria_16S 


populi BJ001 16S 


Proteob 
397952 Bacteria_16S 


Proteob 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


2853881 2853914 84 117 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2858564 2858597 84 117 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2919977 2920010 84 117 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


1 


2974384 2974417 84 117 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3177097 3177130 84 117 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
3650215 3650248 84 117 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3809643 3809676 84 117 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3905856 3905889 84 117 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


se 


et 


se 


qu 
er 


4023645 4023682 83 120 
ibosomal RNA, partial sequence 


gi 


oc 
4067476 4067509 84 117 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
4069016 4069049 84 117 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
9284 9316 4 36 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


gi 
Coxie 
gi 


ie 


27575 27607 1 33 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
81862 81894 4 36 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


gi 
ct 


ce 
na 
127754 127786 4 36 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


e 
na 
170436 170468 
osomal RNA, partial 
ammaproteobacteria; 
177956 177988 
16S ribosomal RNA, 
ammaproteobacteria; 
213404 213436 
osomal RNA, partial 
ammaproteobacteria; 
222548 222580 
osomal RNA, partial 
ammaproteobacteria; Vibrionales; Vibri 
366514 366546 4 36 gi 
rain F23 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


4 
sequence 
Vibrionales; Vibri 
4 36 gi 
partial sequence 
Aeromonadales; Aer 
1 33 gi 
sequence 
Oceanospirillales; 
4 36 gi 
sequence 


36 gi 


on 


M 


on 


qu 
te 


415747 415779 85 117 
ribosomal RNA, partial sequence 


gi 


219856888 


na 
219856885 


na 
219856843 


ct 


219846940 
2973936 29754 
se 
219846803 
16S ribosomal RNA, partial sequence 3176631 31781 


219846471 
3649747 36512 


219846356 
3809177 38107 


219846291 


219846207 
4023267 40246 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 219846174 


4067035 40685 


ref 

28534 
dales; Pseud 
ref 

28581 
dales; Pseud 
ref 
sequence 
eria; Pseudo: 
ref 
udomonadacea 
ref 
udomonadacea 
ref 


acea 
ref 


hylococec 


udomonadacea 
ref 

ence 

ia; 


Pseudomo 


ref 


7 Mi 
ref 


occineae 


llaceae; Aqu 


219846173 
4068567 40700 


265679057 
nadales; 


265679045 
27210 


265679009 


265678977 


265678949 
170036 17150 


265678944 
omonadacea 
265678920 
213019 21448 


265678914 
222148 22363 


265678810 


265678777 
415329 416805 Methylobacterium populi BJ001 


ref 
llaceae; Aqu 
ref 
8961 
Pseud 
ref 
28718 
eriaceae; Co 
ref 

81499 
dales; Pseud 
ref 

12740 
dales; Pseud 
ref 


ibri 
ref 


aceae; V 
17756 
e; A 
ref 
arinomonas. 
ref 


ibri 
ref 


aceae; V 


ence 


ria; Alterom 


ref 


33 2854934 Pseud 


10 2859620 Pseud 


2919511 29210 


35 Methylocaldum 


3905392 39069 


10291 


83011 


9 128819 Pseud 


4 179023 Aeromo 


366150 36759 


NR_024707.1 
°. 
omonadaceae; 
NR_024704.1 

° 
omonadaceae; 
NR_024662.1 
0 
monadales; P 
NR_026532.1 


e; Pseudomon 
NR_026395.1 


e; Pseudomon 
NR_026063.1 


e; Methyloca 
NR_025947.1 


e; Pseudomon 
NR_025881.1 
1 
e 


nadales; Ps 


NR_025797.1 


crobacteriac 
NR_025764.1 


icella. 
NR_025763.1 


icella. 
NR_029365.1 
Pseudo 
oalteromonad 


NR_029353.1 


enonia. 
NR_029317.1 
Pseudo 
oalteromonad 


NR_029285.1 
° 
oalteromonad 
NR_029257.1 


Oo. 
NR_029252.1 


eromonas. 
NR_029228.1 


NR_029222.1 


oO. 
NR_029115.1 
4 
d 


onadales; I 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Methylocaldum gracile 
gracile Bacteria; 
ldum. 
Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Pseudomonas 

8 Pseudomonas 

udomonadaceae; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Coenonia anatina 


Coenonia anatina Bacteria; 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Pseudoalteromonas 
alteromonas espejiana 


aceae; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Aeromonas punctata 
nas punctata Bacteria; 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Idiomarina 
Idiomarina 
iomarinaceae; 


NR_029082.1 


Methylobacterium 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 


397952 Bacteria_16S 
strain TF-27 16S 
Proteobacteria; 
397952 Bacteria_16S 
ushuaiensis strai 
Bacteria; Proteob 
397952 Bacteria_16S 
aerosaccus strain 
Bacteria; Proteob 
397952 Bacteria_16S 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
397952 Bacteria_16S 
strain S-606 16S 
Proteobacteria; G 
397952 Bacteria_16S 
strain Iso-46 16S 
Proteobacteria; G 
397952 Bacteria_16S 
nivimaris strain 
Bacteria; Proteob 
397952 Bacteria_16S 
strain 289 16S ri 
Proteobacteria; G 
397952 Bacteria_16S 
N7 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
397952 Bacteria_16S 745762 745794 1 33 
strain 4N13 16S ribosomal RNA, partial sequence 
Proteobacteria; G 
397952 Bacteria_16S 
strain 9A01 16S r 
Proteobacteria; G 
397952 Bacteria_16S 
strain 4B02 16S r 


434157 434189 4 36 
ribosomal RNA, partial sequence 


487753 487785 1 33 


527544 527576 1 33 


547315 547347 4 36 


acteria; Proteobacteria; 


574763 574795 1 33 
ribosomal RNA, partial sequence 


586738 586770 1 33 
ribosomal RNA, partial sequence 


612508 612540 1 33 


615594 615626 4 36 
bosomal RNA, complete sequence 


659498 659530 1 33 


747137 747169 1 33 
ibosomal RNA, partial sequence 


748512 748544 1 33 
ibosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
397952 Bacteria_16S 749887 749919 1 33 gi| 265678546 |ref|NR_028850.1 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Acinetobacter. 

397952 Bacteria_16S 751262 751294 1 33 gi| 265678545 |ref|NR_028849.1 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
397952 Bacteria_16S 752637 752669 1 33 gi|265678544|ref|NR_028848.1 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
397952 Bacteria_16S 844387 844419 4 36 gi| 265678483 |ref|NR_028786.1 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 84550 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samso 
397952 Bacteria_16S 848829 848861 4 36 gi|265678480|ref|NR_028783.1 


singaporensis str 
singaporensis Bac 
Klebsiella. 
397952 Bacteria_16S 
microaerophilum s 
microaerophilum B 
Propionibacteriaceae; Propionibacterium. 

397952 Bacteria_16S 929728 929760 1 33 
strain DSS-3 16S ribosomal RNA, partial sequence 


teria; Proteobacteria; 


854867 854903 84 120 


397952 Bacteria_16S 937456 937488 4 36 


elyakovii strain KMM 162 16S ribosomal RNA, partial seq 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria 


Pseudoalteromonas. 


397952 Bacteria_16S 965330 965362 4 36 


subsp. vallismortis strain DV 16S ribosomal RNA, partia 
subsp. vallismortis Bacteria; Proteobacteria; Gammaprot 


Salinivibrio. 
397952 Bacteria_16S 1009703 1009735 4 36 
strain OK-1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Alteromonadales; 


88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 


ain LX3 16S ribosomal RNA, partial seq 
Gammaproteobact 


train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 


n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 


G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 

433793 435289 Shewanella gaetbuli Bacteria; 
Shewanellaceae; Shewanella. 

gi| 265678726 |ref|NR_029031.1| Marinomonas 
ce 487371 488866 Marinomonas ushuaiensis 
irillales; Marinomonas. 

gi|265678700|ref|NR_029005.1| Enhydrobacter 

527192 528675 Enhydrobacter aerosaccus 

nadales; Moraxellaceae; Enhydrobacter. 

gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 


train KMM 3635 16S ribosomal RNA, part 
Gammaproteoba 


gi 


574450 57581 
ammaproteobacteria; Pseudomonadales; Moraxellace 


gi 


586359 58785 
ammaproteobacteria; Pseudomonadales; Moraxellace 


gi 


gi 


615203 61674 
ammaproteobacteria; Vibrionales; Vibri 


gi 


659171 660617 Morax 


Mo 
gi 


745469 74679 
ammaproteobacteria; Pseudomonadales; Moraxellace 


gi 


746844 74816 
ammaproteobacteria; Pseudomonadales; Moraxellace 


gi 


748219 74954 


gi 


gi 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


gi 


gi 


ial sequen 
cteria; Al 


265678669 


265678661 


265678643 
ence 61213 
nadales; 
265678641 


onaceae; V 
265678609 


raxella. 
265678549 


265678548 


265678547 


uence 
eria; Ente 
265678475 
equence 

dae; Actin 


265678425 


hodobacter 
265678420 
uence 
Alteromo 


v 


265678401 
1 sequence 
eobacteria 


gi 


265678371 


, 


ce 546976 54845 
teromonadales; 


ref 


2 Psychrobacter 
ae; 


ref 


4 Psychrobacter 
ae; 


ref 


0 613627 Psych 
Morax 


ref 


ref 


ella 


ref 


3 Acinetobacter 
ae; 


ref 


8 Acinetobacter 
ae; 


ref 


3 Acinetobacter 


848542 84982 
roba 


ref 


854408 855931 


omyc Prop 


ref 


ref 


937095 938588 


nada Pseudoa 


ref 


964933 966480 
brionales; V 


ref 


vi 


NR_028974.1 


Psychrobact 
NR_028966.1 


Psychrobact 
NR_028948.1 


ellaceae; P 
NR_028946.1 


°. 
NR_028914.1 
canis Bact 


NR_028853.1 


Acinetobact 
NR_028852.1 


Acinetobact 
NR_028851.1 


cteriales; 


NR_028778.1 
etales; 
NR_028727.1 


e; Ruegeria. 
NR_028722.1 


les; 


NR_028703.1 


NR_028673.1 


8 
P 


e 


e 


r 
s 


e 


e 


e 


3 
E 


Pseudoalteromonas 
seudoalteromonadaceae; 


Psychrobacter pulmonis 
pulmonis Bacteria; 
a 

Psychrobacter faecalis 
faecalis Bacteria; 
rs 
Psychrobacter 
obacter nivimaris 
ychrobacter. 
Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 
ibri 


Moraxella canis strain 
ria; Proteobacteria; 


Acinetobacter tandoii 
tandoii Bacteria; 

r. 

Acinetobacter gerneri 
gerneri Bacteria; 

r. 

Acinetobacter bouvetii 
bouvetii Bacteria; 

ry 

Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 

Bs 

Acinetobacter baylyi 
baylyi Bacteria; 

xis 

Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 

Klebsiella 
Klebsiella 
nterobacteriaceae; 


Propionibacterium 
Propionibacterium 


ionibacterineae; 


Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 
acea 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Shewanella algae 


1009316 1010853 Shewanella algae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


397952 Bacteria_16S 


strain SB2B 16S ribosomal 
Proteobacteria; Gammaprot 


397952 Bacteria_16S 


strain GP11 16S ribosomal 
Proteobacteria; Gammaproteobacteria; 


397952 Bacteria_16S 
199/55 16S ribosomal 
Gammaproteobacteria; 
397952 Bacteria_16S 
strain Ne 11 16S 


397952 Bacteria_16S 
L-3 16S ribosomal 
Gammaproteobacteria; 
397952 Bacteria_16S 


primoryensis strain KMM 3633 16S ribosomal RNA, partial 
primoryensis Bacteria; 


397952 Bacteria_16S 
halophilum strain 76 


Bacteria; Actinobacteria; 


Microbacterium. 
397952 Bacteria_16S 


shabanensis strain E1L3A 16S ribosomal RNA, 


shabanensis Bacteria; 
Salinisphaera. 
397952 Bacteria_16S 


ATCC 29909 16S ribosomal 
Proteobacteria; 


Bacteria; 
397952 Bacteria_16S 


ribosoma 


1011251 1011286 1 


1012745 1012777 1 


1014241 1014273 1 
RNA, partial sequence 
Pseudomonadales; 

1015737 1015769 1 


1017234 1017266 1 


RNA, partial sequence 
Moraxellaceae; 


Pseudomonadales; 
1064616 1064648 1 


Proteobacteria; 
1112739 1112775 84 
16S 
1139923 1139955 1 


Proteobacteria; 


1186776 1186808 4 


1188287 1188319 4 


36 


RNA, partial sequence 
eobacteria; Alteromonadales; 


33 


RNA, partial sequence 
Pseudomonadales; 


33 


Moraxellaceae; 


33 


1 RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


33 


33 


gi 


1010904 10123 


265678370 


ref |NR_028672.1 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Shewanellaceae; Shewanella. 
gi|265678369|ref|NR_028671.1| Moraxella caviae 
1012401 1013846 Moraxella caviae Bacteria; 

Moraxellaceae; Moraxella. 
gi|265678368|ref|NR_028670.1| Moraxella ovis strain 

1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Moraxella. 
gi|265678367|ref|NR_028669.1| Moraxella catarrhalis 
1015393 1016838 Moraxella catarrhalis Bacteria; 

Moraxellaceae; Moraxella. 

gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 

Moraxella. 

gi| 265678334 |ref|NR_028636.1| Marinomonas 


120 


33 


complete sequence 
Gammaproteobacteria; 


36 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


36 


ATCC 33641 16S ribosomal RNA, partial sequence 


Bacteria; 
397952 Bacteria_16S 
strain R-4079 16S 


397952 Bacteria_16S 
strain R-4069 16S 


397952 Bacteria_16S 


ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Altero 


ganghwensis Bacteria; 
397952 Bacteria_16S 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferri 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


397952 Bacteria_16S 
subsp. costicola 
costicola subsp. 
Salinivibrio. 

397952 Bacteria_16S 
strain 0S145 16S 


397952 Bacteria_16S 
ulvae strain UL12 
Bacteria; 
Pseudoalteromonas. 
397952 Bacteria_16S 


strain B-10-31 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalter 


397952 Bacteria_16S 
maritimus strain 
Bacteria; 
397952 Bacteria_16S 


1227587 1227619 1 


1229123 1229155 1 


1277209 1277241 4 


Proteobacteria; 


1342649 1342681 4 


1354880 1354912 4 


1381947 1381979 4 


1402906 1402938 4 


1411902 1411934 4 


1422586 1422618 1 


1445746 1445778 1 


33 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


33 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


36 


36 


36 


Proteobacteria; 


36 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


36 


36 


33 


33 


strain R7 16S ribosomal RNA, partial sequence 


397952 Bacteria_16S 


1454796 1454828 4 


36 


Gammaproteobacteria; 


gi 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


gi 
11 


gi 
11 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 


1227244 12287 


gi 


1228770 12302 


gi 


gi 


gi 


strain ATCC 33508 16S ribosomal RNA, partial seq 


costicola Bacteria; Gammaproteob 


gi 


1381574 13830 
Idiomarinac 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


gi 


1411537 14130 


gi 


Pi2-20 16S ribosomal RNA, partial sequence 14222 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


gi 


1445391 14468 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


gi 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial 


doudoroffii Bacteria; 
397952 Bacteria_16S 


Proteobacteria; 
1469843 1469875 1 


33 


Gammaproteobacter 


gi 


sequence 


265678300 
11123 


253680763 


228716058 
86411 11878 


228716012 


87922 11893 


219878281 


219878280 


219846127 


228721107 


Ferrimonadaceae; 


228720264 


228717104 


219857444 
14026 


224581450 


224581443 


224581423 


224581417 
sequence 


Salinisphaerales; 


ia; Aeromonadales; 


1064282 106570 


ref|NR_028601.1 


ref|NR_028011.1 
1139586 114102 


ref|NR_027545.1 
Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 
ref |NR_025420.1 


Cellvibri 
ref|NR_025419.1 
Cellvibri 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref|NR_027602.1 
monas balearica 


ref|NR_027590.1 
uence 135446 
acteria; Vibrion 
ref|NR_027560.1 
eae; Idiomarina. 
ref|NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 
ref |NR_027234.1 
omonadaceae; Alg 
ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 
ref |NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027198.1 

1454432 145591 
Aeromon 


224581406 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 


Ferrimonas. 


0 Marinomonas 


Oceanospirillales; Marinomonas. 


Microbacterium 


07 1113789 Microbacterium halophilum 
Micrococcineae; Microbacteriaceae; 


Salinisphaera 
5 Salinisphaera 


Salinisphaeraceae; 


Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


Os 

Thalassomonas 

8 Thalassomonas 
lliaceae; Thalassomonas. 
Ferrimonas balearica 
DSM 9799 Bacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 


ales; Vibrionaceae; 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 

Psychrobacter 

obacter maritimus 
ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 

Dis 

Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 


ref |NR_027187.1 
1469465 147099 


Psychrobacter 
0 Psychrobacter 


397952 Bacteria_ 


strain SW32 16S 
Proteobacteria; 


397952 Bacteria_ 


9187 strain TA 4 
Bacteria; Proteo 


397952 Bacteria_ 


strain KMM 231 1 
Proteobacteria; 


397952 Bacteria_ 


strain KMM 227 1 
Proteobacteria; 


397952 Bacteria_ 


smithia s 
smithia B 


subsp. 
subsp. 


397952 Bacteria_ 


decolorationis s 
decolorationis B 
Shewanella. 


397952 Bacteria_ 


litoralis strain 
litoralis Bacter 


397952 Bacteria_ 


strain IBS S6874 
Proteobacteria; 


397952 Bacteria_ 


strain 75-80 16S 
Proteobacteria; 


397952 Bacteria_ 


ostraviensis str 
ostraviensis Bac 
Cellvibrio. 


397952 Bacteria_ 


strain KMM 241 1 
Proteobacteria; 


397952 Bacteria_ 


strain NF11 16S 
Proteobacteria; 


397952 Bacteria_ 


strain NF23 16S 
Proteobacteria; 


397952 Bacteria_ 


strain RB-8 16S 
Proteobacteria; 


agarivorans stra 


agarivorans Bacte 


Pseudoalteromona 


397952 Bacteria_ 


marincola strain 


marincola Bacteri 
397952 Bacteria_ 
submarinus strain 
submarinus Bacter 
397952 Bacteria_ 


livingstonensis 


livingstonensis B 


Shewanella. 


397952 Bacteria_ 
stellipolaris str 
stellipolaris Bac 


Alteromonas. 


397952 Bacteria_ 


strain ME102 16S 
Proteobacteria; 


Chelatococcus. 


397952 Bacteria_ 


G 
397952 Bacteria_ 


G 
397952 Bacteria_ 
asaccharovorans s 
asaccharovorans B 


16S 1483519 1483551 1 33 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 1495583 1495615 4 36 gi 
r 16S ribosomal RNA, complete sequence 
bacteria; Gammaproteobacteria; Aeromona 
16S 1545516 1545548 4 36 gi 
6S ribosomal RNA, partial sequence 

Gammaproteobacteria; Alteromonadales; 
16S 1547030 1547062 4 36 

6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; I 
16S 1570863 1570895 4 36 gi 
train AS20/1/1 16S ribosomal RNA, parti 
acteria; Proteobacteria; Gammaproteobac 
16S 1607716 1607748 4 36 gi 
train S12 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteobac 


gi 


I 
gi 


16S 1633346 1633378 4 36 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
16S 1645556 1645588 4 36 gi 


i 


Gammaproteobacteria; Aeromonadales; Aer 
16S 1659255 1659287 4 36 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibri 
16S 1691203 16912351 33 gi 
ain LMG 19434 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobacte 
16S 1700520 1700552 4 


36 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
16S 1753824 1753856 4 36 gi 
in KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
s 
16S 1825255 1825287 1 33 gi 
KMM 277 16S ribosomal RNA, partial seq 


16S 1826733 1826765 1 33 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
16S 1846583 1846615 4 36 gi 
strain NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


16S 1860109 1860141 4 36 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


16S 1861646 1861678 4 36 gi 
ribosomal RNA, partial sequence 186 
ammaproteobacteria; Oceanospirillales; 
16S 1867889 1867921 85 117 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


da 


di 


di 


al 
te 


qu 
te 


eq 
Aeromona 


v 


16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 


1658880 16603 
on 


1 
ia 8 


1736673 17381 


eq 
ia 


ue 
a; Proteobacteria; Gammaproteobacteria; 
qu 
a; 


se 


ct 


al 
er 


eq 
ct 


16S 1869266 1869298 4 36 gi 


219878288 


219857506 


1483159 14846 
alomonad 


H 
219846691 


les; 
219857261 


1545151 15466 
omarinac 


219857260 


1546665 15481 
omarinac 


219878156 


219878471 
ence 


219878454 
uence 


219878446 


219878435 


aceae; 
219878413 


a; 


219878407 


Oleispira 
219878370 
uence 
Altero 


’ 


219878319 
nce 
Pseudomo 
219878318 
ence 


219878304 
quence 
eria; Al 


219878294 
sequenc 
ia; Alte 


219878293 
1284 18627 
Oleiphila 
219878289 
uence 


eria; Rh 


14952 
Aer 


sequenc 
ria; Aer 


ria; Alt 


G 


sequence 
Pseudomon 


Pseudomonad 


ref |NR_025094.1 


acea 
ref 


e; Kushneri 
NR_026283.1 


omon 
ref 


adaceae; To 
NR_024892.1 


Idiomarina 
NR_024891.1 


eae; 
ref 


eae; Idiomarina 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aer 
NR_025610.1 
1607365 160881 
eromonadales; S 


ref|NR_025593.1 
1632974 163447 
dales; Aeromona 
ref|NR_025585.1 


Aeromonas. 
NR_025574.1 


e; 
ref 


rimontia. 
ref|NR_025552.1 

1690867 169233 
adales; Pse 


ref|NR_025546.1 


ref|NR_025509.1 
1753455 175495 
monadales; Pseud 


ref|NR_025458.1 
1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 
1826365 182779 
ales; Moraxe 
ref|NR_025443.1 
1846218 184771 
teromonadales; S 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref |NR_025432.1 


ceae; Oleiphilus 
ref |NR_025428.1 

1867493 186885 
izobiales; Beije 


67 1496682 Tolumo 
ak 


fo} 


h 


d 


us 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
a. 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Shewanella 
2 Shewanella 
ewanellaceae; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Glaciecola mesophila 


6S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

16S 1721868 1721900 1 33 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

16S 1723409 1723441 1 33 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

16S 1737026 1737058 4 36 gi|219878383|ref|NR_025522.1| Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 
llaceae; Psychrobacter. 
Shewanella 

2 Shewanella 
hewanellaceae; 


Alteromonas 
3 Alteromonas 


eromonadaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


ref|NR_025427.1 


Glaciecola polaris 


strain LMG 21857 16S ribosomal RNA, partial sequence 1868909 1870393 Glaciecola polaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


397952 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; 


schindleri strain 
schindleri Bacter 


397952 Bacteria_16S 
strain LUH 3792Ty 


Bacteria; Proteob 


397952 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


397952 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


397952 Bacteria_16S 


strain DSM 4576 1 
Proteobacteria; G 


397952 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


397952 Bacteria_16S 


strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 20031 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Lemin 
397952 Bacteria_16S 2003523 2003555 4 36 gi| 219878193 |ref|NR_025332.1 


strain Eb 13/82 1 
Proteobacteria; G 


397952 Bacteria_16S 


strain LMG 317541 
Proteobacteria; G 


397952 Bacteria_16S 


carotovorum subsp 


Pectobacterium carotovorum subsp. odoriferum Bacteria; 


Enterobacteriales 


397952 Bacteria_16S 


strain 63 16S rib 
Proteobacteria; G 


397952 Bacteria_16S 


strain SW-47 16S 


Proteobacteria; G 


397952 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


397952 Bacteria_16S 


elongatus strain 
elongatus Bacteri 
Microbulbifer. 


397952 Bacteria_16S 


DSM 4568 16S ribo 
Gammaproteobacter 


397952 Bacteria_16S 


salipaludis strai 
Bacteria; Proteob 


397952 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


397952 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


397952 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


397952 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; G 


397952 Bacteria_16S 


NCTC 5923 16S rib 
Proteobacteria; G 


G 
397952 Bacteria_16S 


1872372 1872404 1 33 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1887818 1887850 1 33 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1913192 19132241 33 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1989663 1989695 4 36 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


gi 


a; 


1991211 1991243 4 36 gi 


ammaproteobacteria; Enterobacteriales; E 


1992754 1992786 4 36 gi 


ammaproteobacteria; Enterobacteriales; 
2001991 2002023 4 36 gi 


E 


ammaproteobacteria; Enterobacteriales; E 
2026146 2026178 4 36 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2027589 2027621 4 36 gi 


odoriferum strain LMG 17566 16S ribo 


so 


Pectobacterium. 
36 gi 


Enterobacteriaceae; 
2091873 2091905 4 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
2101029 2101061 4 36 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2107087 2107119 1 33 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


, 


She 


gi 


et 
er 


2116258 2116290 4 
DSM 681 
a; Prot 


36 gi 
0 16S ribosomal RNA, partial sequ 
eobacteria; Gammaproteobacteria; 


2120792 2120824 4 36 gi 
somal R 
ia; Enterobacteriales; 
2137431 2137463 4 
n SM-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2172273 2172305 1 33 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2175268 2175300 1 33 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 


2188922 2188954 4 36 gi 


Enterobacteriac 
36 gi 


ea 


en 


na 


se 


or 


ammaproteobacteria; Alteromonadales; She 
2238899 2238931 4 36 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2240410 2240442 4 36 gi 
osomal RNA, partial sequence 


ammaproteobacteria; Enterobacteriales; 


Ss 
gi 


E 


E 


397952 Bacteria_16S 


strain ATCC 33638 


2241921 2241953 4 36 gi 
16S ribosomal RNA, partial sequence 


or 


na 

219878202 
sequenc 
Ent 


al 
te 


6S ribosomal RNA, partial sequence 2003168 20 


omonada 
219878177 


2100672 21 


219857 
219857 
2174910 21764 


219857 
6S ribosomal RNA, partial sequence 2188558 21900 


219878286 
1872026 18734 
axellace 
219878273 
qu 


ence 


19128 
dales; 


ria; 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 


nterobac 


219878200 
6S ribosomal RNA, partial sequence 1992387 19938 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serra 
1994302 1994334 4 36 gi| 219878199 |ref|NR_025338.1 
16S ribosomal RNA, partial sequence 1993927 19954 


nterobac 


219878194 


046 


nterobac 


219878178 


20257 


mal RNA, 


219878128 
2091488 20 


930 


wanellac 


219878121 


021 
eromo 


e sequen 
ia; Pseu 


219857657 


ence 
Alteromo 


219857654 
NA, partial sequence 2120505 2121907 Cedec 


e; Cedec 


219857643 


ce 21370 
dales; 
620 
21719 
udomonad 
616 


axellace 
606 


wanellac 


219857573 
2238534 22399 


nterobac 


219857572 
2240045 22415 


nterobac 


219857571 


Pseudomonad 
219878253 


Morax 


cea 


nad 
219878115 


Alter 


ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref |NR_025392.1 
72 1914310 Acinet 
ellaceae; Ac 
ref|NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref |NR_025340.1 
teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025333.1 


teriaceae; Budvi 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref |NR_025316.1 
partial sequenc 


ref|NR_025267.1 


Shewanella 
NR_025260.1 


eae; 
ref 


aceae; Alteromon 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ref|NR_025246.1 
2115900 211739 
nadales; Alterom 


ref 
ead 
ea. 
ref |NR_025232.1 
73 2138564 Microb 

omonadaceae; 
ref |NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025195.1 


NR_025243.1 
avisae Bacte 


eae; Shewanella 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 


Acinetobacter parvus 
parvus Bacteria; 
Ks 

Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 

Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Alkanindiges 

9 Alkanindiges 

axellaceae; 


Microbulbifer 
0 Microbulbifer 
onadaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Psychrobacter jeotgali 
jeotgali Bacteria; 

am 

Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 


ref|NR_025159.1 


Yersinia kristensenii 


2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


397952 Bacteria_16S 


pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; 


Yersinia. 
397952 Bacteria_16S 


2243432 2243464 4 


2271153 2271185 4 


36 


36 


219857570|ref 


gi 


219857552 |ref 


gi 


NR_025158.1 


NR_025140.1 


Yersinia 


partial sequence 2243067 2244527 Yersinia 
Enterobacteriales; 


Enterobacteriaceae; 


Pseudoalteromonas 


ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas. 
397952 Bacteria_16S 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 
397952 Bacteria_16S 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
397952 Bacteria_16S 
strain L2-TR 16S 
Proteobacteria; 

397952 Bacteria_16S 


2272625 2272657 4 

Proteobacteria; 
2290821 2290853 4 
Proteobacteria; 


2298329 2298361 4 


2360431 2360467 84 


36 


Gammaproteobacteria; Alteromonadales; 


36 


Gammaproteobacteria; 


36 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


120 


strain K265 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


397952 Bacteria_16S 


2361949 2361985 84 


120 


strain K300 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


397952 Bacteria_16S 


2427337 2427369 4 


36 


strain GB6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
397952 Bacteria_16S 


strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


397952 Bacteria_16S 


strain CCUG 30811 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


397952 Bacteria_16S 


maricaloris strain KMM636 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


maricaloris Bacteria; 
Pseudoalteromonas. 
397952 Bacteria_16S 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 
- pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 


salmonicida subsp 
Aeromonadaceae; 
397952 Bacteria_16S 


mediterranea strain MMB1 16S ribosomal RNA, 
mediterranea MMB-1 Bacteria; 


397952 Bacteria_16S 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


okhotskensis Bacteria; 
Psychrobacter. 
397952 Bacteria_16S 
strain Y223G 16S 
Proteobacteria; 

397952 Bacteria_16S 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


397952 Bacteria_16S 
strain SM2-1 16S 
Proteobacteria; 

397952 Bacteria_16S 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 


schlegeliana Bacteria; 
397952 Bacteria_16S 


Shewanella. 
397952 Bacteria_16S 


Proteobacteria; 
397952 Bacteria_16S 


Proteobacteria; 


2442428 2442460 4 


2445505 2445537 1 


2447015 2447047 4 


2456147 2456179 4 


2586074 2586106 1 


2714925 2714957 1 
Proteobacteria; 


2716470 2716502 4 


2724182 2724218 84 


2733258 2733290 4 


2734748 2734780 4 


Proteobacteria; 


2736238 2736270 4 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; 


Proteobacteria; 


2740595 2740627 4 
strain MKT 106 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


36 


33 


36 


36 


33 


33 


36 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


120 


36 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


36 


36 


Gammaproteobacteria; 


36 


33 


complete sequence 
Gammaproteobacteria; 


219857551 
sequence 


gi ref 


219857538 
sequence 


gi 


219857531|ref 


gi 


Alteromonadales; 


NR_025139.1 


NR_025119.1 


Pseudoalteromonadaceae; 


Pseudoalteromonas 


2272329 2273774 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Pseudoalteromonas 


2290487 2291969 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Idiomarina loihiensis 


2297982 2299396 Idiomarina loihiensis Bacteria; 


219857487 |ref 


gi 


Idiomarina. 
NR_025075.1 


Subtercola frigoramans 


2360002 2361474 Subtercola frigoramans Bacteria; 


Micrococcineae; Mi 
gi|219857486|ref 


NR_025074.1 


crobacteriaceae; 


Subtercola. 
Subtercola boreus 


2361525 2362991 Subtercola boreus Bacteria; 


Micrococcineae; Mi 
gi|219857439|ref 


NR_025027.1 


crobacteriaceae; 


Subtercola. 
Oceanimonas baumannii 


2427049 2428344 Oceanimonas baumannii Bacteria; 


ie} 


gi| 219857424 |ref 


gi|219857422|ref 
Alter 
gi|219857421|ref 
Alteromona 


219857413 |ref 


gi 
Gammaprote 
ref 


gi|219857277 


Oce 


2445148 2446624 Alish 


2446675 244812 


2585691 258722 


ceanimonas. 
NR_025012.1 


Shewanella. 
NR_025010.1 


omonadaceae; 
NR_025009.1 


dales; 
NR_025001.1 

245578 
obacteria; 


NR_024908.1 


anospirillal 


219857178|ref 


gi 
Pseudomon 


gi|219857177|ref 


2716108 27 
219857172 


gi ref 


219857165 |ref 


gi 


2714566 271605 


NR_024806.1 
adales; Mora 


NR_024805.1 


NR_024800.1 


; Micromonos 
NR_024793.1 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Alishewanella fetalis 


ewanella fetalis 


Alishewanella. 
Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Marinomonas 

4 Marinomonas 
es; Marinomonas. 
Psychrobacter 
7 Psychrobacter 
xellaceae; 


Colwellia piezophila 


17581 Colwellia piezophila Bacteria; 
Colwellia. 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Shewanella sairae 


2732909 2734348 Shewanella sairae Bacteria; 


gi|219857164|ref 


219857163 |ref 


gi 


219857160|ref 


gi 


2734399 273583 
Gammaproteobacteria; Alteromonadales; 


2735889 273732 
Alteromonadales; Sh 


Shewanella. 
NR_024792.1 


Shew. 
NR_024791.1 


NR_024788.1 


Shewanella 
8 Shewanella 
anellaceae; 
Shewanella 
8 Shewanella 
ewanellaceae; 


Shewanella. 


Agarivorans albus 


2740223 2741676 Agarivorans albus Bacteria; 


Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivora 
2863077 2863109 1 


219856882 |ref 


gi 


ns. 


NR_024701.1 


Pseudomonas halophila 


strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


397952 Bacteria_ 
minutulum strain 


minutulum Bacteri 


397952 Bacteria_ 


multivorum strain 
multivorum Bacter 


Acidiphilium. 
397952 Bacteria_ 


strain JCM1240 16 
G 


Proteobacteria; 
397952 Bacteria_ 


ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
397952 Bacteria_16S 


strain LMG 2542 1 
Proteobacteria; 


Succinivibrio. 


397952 Bacteria_16S 
amylolytica strai 
amylolytica Bacte 


Succinimonas. 


397952 Bacteria_16S 
zavarzinii strain 
zavarzinii Bacter 
397952 Bacteria_16S 


hollandicum strai 


hollandicum Bacte 


Hyphomicrobium. 


397952 Bacteria_16S 
australicum strai 
australicum Bacte 
397952 Bacteria_16S 
strain 1A-C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 


rubra strain ATCC 
Bacteria; 
Pseudoalteromonas 


397952 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


397952 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


397952 Bacteria_16S 


carrageenovora st 


Pseudoalteromonas ca 


Pseudoalteromonad 


397952 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 


aurantia Bacteria 
Pseudoalteromonas 


397952 Bacteria_16S 


atlantica strain 
atlantica Bacteri 


Pseudoalteromonas. 
397952 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


397952 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


397952 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


397952 Bacteria_16S 


G 
397952 Bacteria_16S 
dextrinosolvens s 
dextrinosolvens B 


Proteob 


16S 2927376 2927408 1 33 gi 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 
16S 2936459 2936491 85 117 gi 

AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteria; 
16S 2947089 2947121 4 36 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
16S 2960476 2960508 4 36 gi 


gi 


Co 
gi 


ia; Alteromonadales; Colwelliaceae; 


2966638 2966670 4 36 


ammaproteobacteria; Enterobacteriales; 
3056444 3056476 4 36 gi 
train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


3057956 3057988 4 36 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


3127097 3127129 85 117 gi 
ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3128585 3128617 85 117 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


a; 


al 


3263338 3263370 85 117 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3310517 3310553 84 120 gi 
ibosomal RNA, partial sequence 


al 


oc 
3419774 3419806 4 36 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


en 
na 
3421252 3421284 4 36 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


al 
ri 
3422736 3422768 4 36 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 


ia 
er 
3424219 3424251 4 36 gi 
rain ATCC 12662 16S ribosomal RNA, parti 
aceae; Pseudoalteromonas. 


3425696 3425728 4 36 


gi 
eq 


; Proteobacteria; Gammaproteobacteria; 


3427178 3427210 4 36 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


eq 


, 


3428657 3428689 4 36 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; S 
3437155 3437187 1 33 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3438664 3438696 1 33 gi 


he 


en 
na 


ammaproteobacteria; Pseudomonadales; Mor 


219856838 
se 


219856832 
eq 


219856825 
2946729 29481 
E 
219856816 
2960112 2961625 Colwe 
lwellia. 

219846946 
6S ribosomal RNA, partial sequence 2966273 29677 
E 
219846884 
se 
ct 


219846883 
se 


ia 


219846837 
ue 


219846836 
ia 
219846745 
ia 
219846713 
3310081 33114 


219846631 


219846630 


219846629 


219846628 


219846627 
Alteromon 


219846626 


219846625 
wanellac 


219846618 


219846617 
somal RNA, partial sequence 3438312 3439771 Acine 


ref|NR_024657.1 
2927022 292847 
irillales; Mari 
ref|NR_024651.1 

2936039 293748 
irillales; Acet 


quence 
Oceanosp 


uence 

Rhodosp 
ref|NR_024644.1 
teri 


ref 
llia 


nterobac aceae; Serr 
NR_024635.1 
maris Bact 


ref|NR_026538.1 


nterobacteriaceae; Dicke 
ref |NR_026476.1 

3056079 305754 
romonadales; Suc 


quence 
eria; Ae 


ref|NR_026475.1 
3057592 305905 
nadales; Succini 


quence 
Aeromo 


’ 


ref|NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


nce 
Rhizobi 


sequenc 
Rhizob 


, 


ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref|NR_026305.1 


sequenc 
Rhizob 


’ 


occineae; Bogoriellaceae 
ref |NR_026223.1 
18 3420843 Pseudo 


seudoalteromonad 


ce 34194 
dales; P 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


sequenc 
a; Alter 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


1 sequen 
ia; Alte 


ref 
nce 


NR_026220.1 


al seque 342386 


NR_026219.1 
3425334 342676 
adales; doal 


uence 


NR_026218.1 
3426820 342824 
nadales; udoa 


uence 
Alteromo 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella 
ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref |NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 


34282 


ce 34368 
dales; M 


axellace 


3440174 3440206 1 33 gi 


219846616 


n 


fo} 


e 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 
a 


tia. 
Colwellia maris strain 
ria; Proteobacteria; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 

Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 

Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

bags 


ref|NR_026208.1 


Acinetobacter junii 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


397952 Bacteria_16S 


haemolyticus strain DSM 6962 16S ribosomal RNA, complete 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; 


Acinetobacter. 
397952 Bacteria_16S 


baumannii strain DSM 30007 16S ribosomal RNA, 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; 


397952 Bacteria_16S 


strain ATCC 15338 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


397952 Bacteria_16S 


nigripulchritudo strain 164 16S ribosomal RNA, partial 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; 


397952 Bacteria_16S 
strain ATCC 14048 


397952 Bacteria_16S 


3441683 34417151 


3443193 34432251 


3559178 3559210 4 


3562214 3562246 4 


3565179 3565211 4 


3566685 3566717 4 


33 


33 


36 


36 


36 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


36 


strain NS 16S ribosomal RNA, partial sequence 


397952 Bacteria_16S 
strain CIP 7430 


397952 Bacteria_16S 


succiniciproducens strain S411 16S ribosomal RNA, partial 
succiniciproducens Bacteria; 


Anaerobiospirillum. 
397952 Bacteria_16S 


szegediense strain OR2 16S ribosomal RNA, partial sequence 


Bacteria; 
397952 Bacteria_16S 


3612318 3612350 4 


3633357 3633389 4 


3648677 3648709 85 


3659346 3659378 4 


Proteobacteria; 


36 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


36 


117 


36 


complete 


gi|219846615 


219846614 
sequence 


gi 
gi|219846536 


219846534 
sequence 


gi 
gi|219846532 


gi|219846531 


3566301 35677 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi|219846497 


gi| 219846483 


gi| 219846472 


gi|219846465 


frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 


frigidimarina Bacteria; 


397952 Bacteria_16S 
strain IC079 16S 


397952 Bacteria_16S 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial 
psychrotropica Bacteria; 


397952 Bacteria_16S 
strain EN 101 16S 


397952 Bacteria_16S 


wasabiae strain SR91 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enteroba 


Bacteria; 
397952 Bacteria_16S 


betavasculorum strain ATCC 43762 16S ribosomal RNA, par 
betavasculorum Bacteria; 


Pectobacterium. 
397952 Bacteria_16S 


Proteobacteria; 
3660893 3660925 4 


3662407 3662439 4 


Proteobacteria; 
3670032 3670064 4 


3671539 3671571 4 


3673048 3673080 4 
Proteobacteria; 


3749230 3749262 4 


36 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 


36 


Gammaproteobacteria; Alt 


36 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


36 


36 


Gammaproteobacteria; 


36 


strain A089 16S ribosomal RNA, partial sequence 


397952 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 

397952 Bacteria_16S 


UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella 


397952 Bacteria_16S 
extorquens strain 


Methylobacterium. 
397952 Bacteria_16S 


strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


397952 Bacteria_16S 


organovorum strain TFC 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Bacteria; 
397952 Bacteria_16S 


Bacteria; 


3812712 3812744 4 


3890578 3890613 85 


3939023 3939055 85 


TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


3941924 3941956 85 


3943385 3943417 85 


3944844 3944876 85 


Proteobacteria; 


36 


120 


3890099 3891585 Kingella 


TL? 


il? 


117 


TT? 


strain PW2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 


gi|219846464 


3660516 36619 
eromonadaceae; 


gi| 219846463 


gi| 219846457 


3669690 36711 


gi|219846456 


gi| 219846455 


gi|219846401 


3748871 37503 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi|219846354 


strain CECT 4199 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi| 219846301 


gi| 219846266 


complete sequence 


gi|219846264 


3941522 3942934 Acidiphilium 


gi| 219846263 


gi|219846262 


sequence 
Pseudomonadales; 


36119 
omonadaceae; 


sequence 3662041 366352 
eromonadales; Co 


cteriales; 


tial sequence 
Enterobacteriales; 


Rhizobiales; 


3942985 3944397 Acidip 
Rhodospirillales; 


ref|NR_026207.1 


ref |NR_026206.1 


ref |NR_026128.1 


3558784 3560248 Vibrio 


ref |NR_026126.1 


ref |NR_026124.1 


3564785 3566250 Vibrio 


ref |NR_026123.1 


ref|NR_026089.1 
Aeromonas. 


ref|NR_026075.1 


sequence 3633011 363447 
Gammaproteobacteria; 


Aeromonadales; 


ref|NR_026064.1 


3648206 3649696 Methyl 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


ref|NR_026057.1 


ref|NR_026056.1 
ref |NR_026055.1 
ref 


NR_026048.1 


ref |NR_026047.1 


3671196 3672653 Pectob 
Enterobacteriac 


ref|NR_026046.1 


367270 


ref|NR_025992.1 


Methylobac 


ref|NR_025854.1 


ref|NR_025853.1 


Acetobacteraceae 
ref|NR_025852.1 


3442841 344429 


Pseudomonadales; Moraxellaceae; 


3561815 356324 


3658961 366046 


Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


Brenn 


Acinetobacter 


3441331 3442790 Acinetobacter 
Moraxellaceae; 


Acinetobacter 
9 Acinetobacter 
Acinetobacter. 
Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio 
8 Vibrio 


Vibrionaceae; Vibrio. 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Aeromonas bestiarum 


33 3613434 Aeromonas bestiarum Bacteria; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Methylocaldum 

ocaldum szegediense 
Methylocaldum. 
Shewanella 

5 Shewanella 

Shewanella. 

Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 
Glaciecol 


a. 
Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 
Enterobacteriaceae; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


ref|NR_025945.1] Aeromonas 
3812327 3813828 Aeromonas 
Aeromonadales; Aeromonadaceae; 
ref|NR_025891.1| Kingella oralis strain 
oralis Bacteria; Proteobacteria; 
ref|NR_025856.1| Methylobacterium 
3938625 3940031 Methylobacterium 


teriaceae; 


Acidiphilium rubrum 


rubrum Bacteria; 
Acetobacteraceae; Acidiphi 


lium. 

Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidocella facilis 


3944448 3945854 Acidocella facilis Bacteria; 


397952 Bacteria_ 


strain Lhet2 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
397952 Bacteria_ 
strain KLB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
397952 Bacteria_ 
strain 101 16S ri 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
397952 Bacteria_ 


strain DSS12 16S 
Proteobacteria; 


397952 Bacteria_ 
strain 848 16S ri 


Proteobacteria; 


Proteobacteria; 


Psychrobacter. 


397952 Bacteria_ 
strain SW-120 16S 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


maritimus strain 
Bacteria; 


Aestuariibacter. 


397952 Bacteria_ 
salexigens strain 
salexigens Bacter 


Aestuariibacter. 


397952 Bacteria_ 
strain KMM 3823 1 


Proteobacteria; 


16S 3950672 3950704 4 36 gi 
ribosomal RNA, partial sequence 

Gammaproteobacteria; Alteromonadales; S 
16S 4008441 4008473 4 36 gi 


Gammaproteobacteria; Alteromonadales; 
397952 Bacteria_ 
strain SW-117 16S 
Gammaproteobacteria; Alteromonadales; 
397952 Bacteria_ 
strain TF-22T 16S 


Proteob 
397952 Bacteria_ 
halophilus strain 
halophilus Bacter 


16S 3946305 3946337 85 117 
ribosomal RNA, partial sequence 


gi 


16S 3947770 3947802 85 117 


gi 


16S 3949227 3949259 85 117 


bosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 


16S 4009975 4010007 4 36 gi 


ak 


16S 4022081 4022113 1 33 gi 


Proteobacteria; Gammaproteobacte 


16S 4028124 4028156 4 36 


ribosomal RNA, partial sequence 


gi 


s 


16S 4029673 4029705 4 36 gi 
ribosomal RNA, partial sequence 
Ss 
gi 


16S 4044847 4044879 4 36 


ribosomal RNA, partial sequence 
16S 4052310 4052342 4 36 gi 
3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


16S 4056787 4056819 4 36 gi 
TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 
16S 4127965 4127997 4 36 gi 
JC2043 
ia; Proteobacteria; Gammaproteobacteri 
16S 4129454 4129486 4 
JC2042 
ia; 


36 gi 


Proteobacteria; Gammaproteobacteri 


16S 4178747 4178779 4 36 gi 


16S 4213577 4213609 4 36 gi 


ria; Proteobacteria; Gammaproteobacter 


16S 4215131 4215163 4 36 gi 
ain KMM 3548 16S ribosomal RNA, partia 


4029306 40308 
hewanellac 


4044490 40 
Gammaproteobacteria; Alteromonadales; A 
397952 Bacteria_ 
aliena strain KMM 
Proteob 
Pseudoalteromonas. 
397952 Bacteria_ 


nc 
nadales; 


nc 
nadales; 


16S ribosomal RNA, partial seque 
a; 


16S ribosomal RNA, partial seque 
a; 


6S ribosomal RNA, partial sequence 4178357 41798 
Gammaproteobacteria; Alteromonadales; 
397952 Bacteria_ 
translucida strain KMM 520 16S ribosomal RNA, partial s 
translucida Bacte 
Pseudoalteromonas. 
397952 Bacteria_ 
paragorgicola str 


Shewanellac 


equence 
ia; 


1 


219846261 


3945905 39473 
etobacte 


Ac 
219846260 


3947368 39487 
etobacte 


Ac 
219846259 


3948831 39502 
etobacte 


Ac 
219846258 


3950287 39517 
hewanellac 


219846217 


4008054 40095 
Gammaproteobacteria; Aeromonadales; Aer 
397952 Bacteria_ 
strain R22 16S ribosomal RNA, partial sequence 


219846216 


4009610 40110 
Gammaproteobacteria; Alteromonadales; 
397952 Bacteria_ 
alimentarius strain JG-100 16S ribosomal RNA, partial s 
alimentarius Bacteria; 


219846190 
459 
lteromo 
219846185 


219846131 
nce 
Alte 


219846130 
nce 


219846094 


219846065 


Altero: 


219846064 
sequence 


omonadaceae; 


nadaceae; 


Alteromonadaceae 


romonadales; 


Alteromonadales; 


paragorgicola Bac 
Pseudoalteromonas. 


397952 Bacteria_16S 


strain F2R9 16S r 


teria; 


Proteobacteria; 


4234811 4234843 4 


Gammaproteobacter 


36 


ibosomal RNA, partial sequence 


ia; Alte 


gi|219846045 
4234473 42358 


Proteobacteria; 


Hymenobacter. 


397952 Bacteria_16S 


Gammaproteobacteria; Enterobacteriales; 
397952 Bacteria_16S 
cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora. 
397952 Bacteria_16S 
roseosalivarius s 
roseosalivarius B 


435 470 85 120 gi 
34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ales; 


Enterobac 
265679063 
1 

Pseu 


18443 18474 3 34 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


19994 20029 1 36 


gi 


a; 


265679051 
sequence 
Sphingo 


265679050 


ref|NR_025851.1| Acidiphilium cryptum 
17 Acidiphilium cryptum Bacteria; 
raceae; Acidiphilium. 

ref|NR_025850.1| Acidiphilium angustum 
80 Acidiphilium angustum Bacteria; 
raceae; Acidiphilium. 

ref|NR_025849.1| Acidocella aminolytica 
36 Acidocella aminolytica Bacteria; 
raceae; Acidocella. 

ref|NR_025848.1| Shewanella violacea 

92 Shewanella violacea Bacteria; 

eae; Shewanella. 
ref|NR_025807.1| Aeromonas molluscorum 
59 Aeromonas molluscorum Bacteria; 
Aeromonas. 
ref|NR_025806.1| Idiomarina ramblicola 
68 Idiomarina ramblicola Bacteria; 


diomarinaceae; Idiomarina. 

219846208|ref|NR_025798.1| Psychrobacter 

equence 4021723 4023216 Psychrobacter 

ria; Pseudomonadales; Moraxellaceae; 

219846204|ref|NR_025794.1| Shewanella aquimarina 
4027757 4029255 Shewanella aquimarina Bacteria; 

hewanellaceae; Shewanella. 

219846203|ref|NR_025793.1| Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 
eae; Shewanella. 
ref|NR_025780.1| Alteromonas litorea 
45 Alteromonas litorea Bacteria; 
Alteromonas. 

ref|NR_025775.1| Pseudoalteromonas 
28 4053458 Pseudoalteromonas aliena 
seudoalteromonadaceae; 


ref|NR_025772.1| Microbulbifer 
29 4057918 Microbulbifer maritimus 
; Microbulbifer. 
NR_025721.1| Aestuariibacter 
127615 4129048 Aestuariibacter 
Alteromonadaceae; 


ref 
4 


ref|NR_025720.1| Aestuariibacter 
129099 4130537 Aestuariibacter 


Alteromonadaceae; 


rs 


ref|NR_025684.1| Shewanella waksmanii 

96 Shewanella waksmanii Bacteria; 

eae; Shewanella. 

ref|NR_025655.1| Pseudoalteromonas 
4213214 4214713 Pseudoalteromonas 

monadales; Pseudoalteromonadaceae; 


ref|NR_025654.1| Pseudoalteromonas 
4214764 4216269 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 
teriaceae; Klebsiella. 
ref|NR_029371.1| Saccharomonospora 
1489 Saccharomonospora cyanea 
donocardineae; Pseudonocardiaceae; 


NR_029359.1 
18082 19577 
bacteriales; Fl 


Hymenobacter 
Hymenobacter 
exibacteraceae; 


ref|NR_029358.1| Burkholderia 


multivorans strain Struelens 16S ribosomal RNA, partial sequence 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 


19628 21106 Burkholderia 


397952 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; 


44171 44206 2d 
ribosomal RNA, 


63970 64005 1 


seropedicae strain Z67 16S ribosomal RNA, 


Bacteria; 


78877 78912 1 


36 


complete sequence 
Gammaproteobacteria; Oceanospirillales; 
397952 Bacteria_16S 


36 


complete sequ 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
397952 Bacteria_16S 


36 


gi 


43805 


gi 


gi 


265679034 


265679021 


265679011 


anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 


anguilliseptica Bacteria; 


Pseudomonas. 


397952 Bacteria_16S 
DSM 43879 16S ribosomal RNA, partial sequence 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Promicromonosporaceae; 
397952 Bacteria_16S 


cellulans strain 


Proteobacteria; 


118736 118771 85 


Cellulosimicrobium. 
120239 120274 85 


Gammaproteobacteria; 


120 


120 


strain 136 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
397952 Bacteria_16S 


123327 123362 85 


120 


strain CE40 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
397952 Bacteria_16S 


136944 136979 85 


120 


strain 27 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
397952 Bacteria_16S 


140032 140067 85 


120 


strain ST50 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
397952 Bacteria_16S 


strain KB740 16S 
Proteobacteria; 


Microbacteriaceae; 


397952 Bacteria_16S 
helvolus strain DSM 20419 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


helvolus Bacteria; 
Pseudoclavibacter. 


397952 Bacteria_16S 
epidermidis strain P159 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Brevibacterium. 


397952 Bacteria_16S 
equigenitalis strain N480/82 16S ribosomal RNA, partial 
equigenitalis Bacteria; 
397952 Bacteria_16S 


strain 1H 9 16S 
Proteobacteria; 


156755 156790 85 


158298 158333 85 


Microbacterium. 
159817 159852 85 


162754 162789 85 


205710 205745 85 


Proteobacteria; 
214921 214956 1 


217985 218012 9 


120 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 
397952 Bacteria_16S 
arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 


120 


120 


120 


120 


36 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
397952 Bacteria_16S 
limnophilus strain Mu 290 16S ribosomal RNA, complete s 


36 


gi 


gi 


119823 121322 Cellulomonas 


Micrococcineae; 


gi 


122905 124298 Cellulomonas 


Micrococcineae; 


gi 


265678983 


265678982 


265678980 


265678971 


45323 
Halomonadaceae; 


ence 63592 
Oxalobacteraceae; 


Pseudomonadales; 


ref|NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 
Carnimonas. 
ref |NR_029329.1| Herbaspirillum 
65117 Herbaspirillum seropedicae 
Herbaspirillum. 
Pseudomonas 
Pseudomonas 
Pseudomonadaceae; 


ref |NR_029319.1 
78587 79994 


ref|NR_029291.1| Cellulosimicrobium 
118321 119772 Cellulosimicrobium 
Micrococcineae; 


Cellulomonas uda 

uda Bacteria; 
Cellulomonadaceae; Cellulomonas. 
ref |NR_029288.1| Cellulomonas hominis 
hominis Bacteria; 
Cellulomonadaceae; Cellulomonas. 
ref|NR_029279.1| Oerskovia turbata 


ref|NR_029290.1 


136495 138004 Oerskovia turbata Bacteria; 


Micr 


gi 


139582 141058 Sanguibacter 


Micrococcineae; Sanguibacteraceae; 


gi 


265678969 


265678958 


ococcineae; 


Oerskovia. 
Sanguibacter inulinus 
inulinus Bacteria; 
Sanguibacter. 
Azoarcus evansii 


Cellulomonadaceae; 
ref|NR_029277.1 


ref|NR_029266.1 


156293 157818 Azoarcus evansii Bacteria; 


Rhodocyclaceae; Azoarcus. 
gi| 265678957 |ref|NR_029265.1| Microbacterium 
sequence 157869 159336 Microbacterium 


gi 


gi 


gi 


Betaproteobacte 


gi 


265678956 
quence 


265678954 
ence 16233 
ales; 


265678926 
sequence 

ria; 

265678919 


214535 21600 


gi 


limnophilus Bacteria; Planctomycetes; Planctomycetacia; 


Planctomyces. 


397952 Bacteria_16S 


strain C4D1M 16S 
Proteobacteria; 


Bacteria; 


234573 234608 1 


236209 236244 1 


237791 237826 1 


36 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 
397952 Bacteria_16S 
phenazinium strain A 1 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholde 
397952 Bacteria_16S 


36 


36 


gi 


265678917 
equence 


265678905 


234235 23583 


gi 


gi 


rkholderia 
265678904 
nce 23588 
riales; Bu 
265678903 


strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 23896 


Proteobacteria; 


pyrrocinia strain 
Bacteria; 


239340 239375 1 


Burkholderia cepacia complex. 


397952 Bacteria_16S 


240926 240961 1 


36 


36 


strain 717 16S ribosomal RNA, partial sequence 


Proteobacteria; 
complex. 


397952 Bacteria_16S 


245615 245650 85 


120 


Betaproteobacteria; Burkholderiales; Bu 
397952 Bacteria_16S 


gi 


2327 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholde 


gi 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 


240595 24207 


Betaproteobacteria; Burkholderiales; Bu 


gi 


rkholderia 


265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 


Rhodococcus. 


Actinomycetales; 


tinomycetales; 


Micrococcineae; 


Halomonadaceae; 


Planctomycetales; 


Micrococcineae; 


ref|NR_029264.1| Pseudoclavibacter 
159387 160848 Pseudoclavibacter 
Micrococcineae; Microbacteriaceae; 


ref|NR_029262.1| Brevibacterium 
4 163815 Brevibacterium epidermidis 
Brevibacteriaceae; 


ref|NR_029234.1 


22 Taylorella 
205252 206750 


Taylorella 


Burkholderiales; Alcaligenaceae; Taylorella. 


ref|NR_029227.1| Halomonas elongata 
2 Halomonas elongata Bacteria; 


Halomonas. 
ref|NR_029225.1] Planctomyces 
217606 219133 Planctomyces 


Planctomycetaceae; 


ref|NR_029213.1| Burkholderia graminis 
4 Burkholderia graminis Bacteria; 
ceae; Burkholderia. 

ref|NR_029212.1| Burkholderia 

5 237406 Burkholderia phenazinium 
rkholderiaceae; Burkholderia. 
ref|NR_029211.1| Burkholderia glumae 
6 Burkholderia glumae Bacteria; 
ceae; Burkholderia. 

ref|NR_029210.1| Burkholderia 

7 240544 Burkholderia pyrrocinia 
rkholderiaceae; Burkholderia; 


Burkholderia cepacia 
cepacia Bacteria; 
Burkholderia; Burkholderia cepacia 


ref |NR_029209.1 
2 Burkholderia 
ceae; 


ref |NR_029206.1] Rhodococcus 
245166 246646 Rhodococcus 


397952 Bacteria_16S 
xenovorans strain LB400 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
397952 Bacteria_16S 
strain OXB 16S ri 
B 


Proteobacteria; 


strain YIM 70081 


Nesterenkonia. 


397952 Bacteria_16S 
castelarensis str 


castelarensis Bac 


Streptomycetaceae 
397952 Bacteria_16S 
anticariensis str 


anticariensis Bac 
Halomonas. 


397952 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; 


effusa strain AP1 
Bacteria; Proteob 


397952 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


397952 Bacteria_16S 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


397952 Bacteria_16S 


strain A288 16S ribosomal RNA, partial sequence 404351 40583 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

397952 Bacteria_16S 406326 406361 85 120 gi| 265678784 


strain XILO8 16S 


G 
397952 Bacteria_16S 


256056 256091 1 36 gi 


266557 266592 1 36 
bosomal RNA, partial sequence 


gi 


359109 359144 85 120 gi 


360655 360690 85 120 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


368069 368104 85 120 gi 
ain BJ-608 16S ribosomal RNA, partial 


; Streptomyces. 


369532 369567 1 36 gi 


teria; Proteobacteria; 
384717 384752 1 36 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
386280 386315 1 36 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
397031 397066 85 120 gi 
in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 
Cellulomonas. 

403226 403261 85 120 gi 
YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 

404769 404804 85 


gi 


’ 


’ 


120 gi 


ribosomal RNA, complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 


397952 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; 


antiquum strain V. 
antiquum Bacteria 
Brevibacterium. 


397952 Bacteria_16S 


strain YIM 70085 


G 
397952 Bacteria_16S 


418638 418673 1 36 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
420240 420275 85 120 gi 
KM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


gi 


’ 


421781 421816 85 120 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


397952 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


397952 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


397952 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


397952 Bacteria_16S 
16S ribosomal RNA, partial sequence 456977 45835 


strain CFBP 2022 


Proteobacteria; G 


397952 Bacteria_16S 


426488 426523 85 120 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 


ammaproteobacteria; Pseudomonadales; P 
458725 458760 1 36 gi 


266185 26767 
etaproteobacteria; Burkholderiales; Ox 
397952 Bacteria_16S 
16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 
sandarakina strai 
sandarakina Bacte 


teria; Actinobacteria; Actinobacterida 


ain FP35 16S ribosomal RNA, partial se 
Gammaproteobact 


384340 38587 


405881 40739 
ococcineae; 


418286 41972 


16S ribosomal RNA, partial sequence 421328 42283 


429575 429610 85 120 gi| 265678768 
in YIM70084 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 

444921 444956 1 36 gi| 265678758 
ain IH5 16S ribosomal RNA, complete sequence 
teria; Proteobacteria; Gammaproteobacteria; Pseu 

457273 457308 1 36 gi| 265678746 


265678891 
ence 25570 
riales; Bu 
265678882 


alobactera 
265678815 


265678814 
sequence 
Actinomyc 


265678809 
sequence 


265678808 
quence 
eria; Ocea 
265678798 


seudomonad 
265678797 
38592 
nadales; S 
265678790 
equence 
Actinomy 


’ 


265678786 
quence 
Actinomyce 


265678785 


265678775 


Halomonad 
265678774 
sequence 
tinomyceta 


265678773 


ococcineae 
265678770 
1 sequence 
e; Actinom 


seudomonad 
265678745 


ococcineae; 


e; Actinomycet 


ref|NR_029199.1 
3. 257168 Burkho 
rkholderiaceae; 
ref|NR_029188.1 
ceae; Oxalobacte 
ref|NR_029120.1 
4 Nesterenkonia 
3 Micrococcacea 
ref|NR_029119.1 

360205 361665 
etal ‘oco 


irillal 


ref|NR_029103.1 
aceae; Pseudomon 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
NR_029095.1 
396579 398094 
les; Microco 


ref|NR_029091.1 
402781 404300 
tales; Streptomy 


ref |NR_029090.1 
0 Actinomadura 
ineae; Thermomon 


ref|NR_029089.1 


Promicromonos 


Pp 


’ 


ref|NR_029080.1 
acea 
ref 

4 
les; 


e; Halomonas 
NR_029079.1 
19777 421277 
Micrococcin 


ref |NR_029078.1 


; Yaniellaceae; 
ref|NR_029075.1 

426041 427535 
ycetales; Microc 


ref |NR_029073.1 
429128 430610 
cetales; Microco 


ref|NR_029063.1 

444544 446074 
domonadales; Pse 
ref|NR_029051.1 


aceae; Pseudomon 
ref|NR_029050.1 


palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


e: 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


r. 

Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


’ 


Streptomyces 
Streptomyces 
omycineae; 


Halomonas 
Halomonas 


alomonadaceae; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 

Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Cellulomonas 
Cellulomonas 
ccineae; 


Streptomyces 
Streptomyces 


cineae; 


Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Pseudomonas 
Pseudomonas 


udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 
Pseudomonas 


458401 459808 


Pseudomonas 


397952 Bacteria_16S 464763 464798 1 36 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

397952 Bacteria_16S 466336 466371 85 120 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

397952 Bacteria_16S 467750 467785 1 36 gi|265678739|ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

397952 Bacteria_16S 469335 469370 85 120 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

397952 Bacteria_16S 470822 470857 1 36 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

397952 Bacteria_16S 490884 490919 1 36 gi|265678724|ref|NR_029029.1| Halomonas organivorans 


strain G-16.1 16S 
Proteobacteria; 


strain R65 16S ri 


Proteobacteria; 


kerguelensis Bact 
Arthrobacter. 


397952 Bacteria_16S 


gangotriensis str 
gangotriensis Bac 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 
kerguelensis stra 


ribosomal RNA, partial sequence 


teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


397952 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


397952 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


397952 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


397952 Bacteria_16S 


flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 


397952 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


397952 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


397952 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


397952 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


397952 Bacteria_16S 


strain B22P3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
397952 Bacteria_16S 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


397952 Bacteria_16S 


mesophilus strain 
Bacteria; Bactero 


397952 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 
Saccharospirillum 


397952 Bacteria_16S 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 


504726 504761 1 36 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
515228 515263 1 36 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
527636 527667 86 117 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
553553 553588 85 120 gi 
in CBS 101.34 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
555015 555050 1 


gi 


Le 
36 gi 
ammaproteobacteria; Pseudomonadales; P 
556557 556592 1 36 gi 


ammaproteobacteria; Pseudomonadales; P 
558101 558136 1 36 gi 


ammaproteobacteria; Pseudomonadales; P 
588260 588295 1 36 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
598689 598724 85 120 gi 
ribosomal RNA, partial sequence 
Stre 
600219 600254 85 120 gi 
rain D13P3 16S ribosomal RNA, partial 

cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

601723 601754 1 32 gi 
2SM29 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
604757 604792 1 36 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


’ 


618731 618766 85 120 gi 


490502 49197 


504361 50587 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


587905 58931 


598291 59976 


265678715 


265678708 
partial se 
obacteria; 
265678700 

52719 
nadales; M 
265678683 
al sequenc 
Actinomy 


265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678660 


rkholderia 
265678653 


ptomycinea 
265678652 
sequence 

ae; Actino 


265678651 
ence 60134 
s; Flavoba 
265678648 
ence 60442 
irillales; 


e; Actinomycet 


3 Halomonas organivorans Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

492391 492426 1 36 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 
bosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

494037 494072 85 120 gi|265678722|ref|NR_029027.1| Arthrobacter 
in KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

495542 495577 85 120 gi|265678721|ref|NR_029026.1| Arthrobacter 
ain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 


ales; Micrococcineae; 
ref|NR_029020.1| Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Reinekea 
516365 Reinekea 


ref 
quen 


NR_029013.1 
ce 514864 
Reinekea. 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref|NR_028988.1 
e 553128 554608 
cetales; Strepto 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Streptomyces 
Streptomyces 
mycineae; 


ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028986.1| Pseudomonas 
2 Pseudomonas poae Bacteria; 
aceae; Pseudomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 
ref|NR_028965.1| Burkholderia tropica 
0 Burkholderia tropica Bacteria; 
ceae; Burkholderia. 
ref|NR_028958.1| Streptomyces javensis 
1 Streptomyces javensis Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_028957.1| Streptomyces 

599812 601293 Streptomyces 
mycetales; Streptomycineae; 


poae 


ref |NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref|NR_028953.1 
0 605869 Saccha 
Saccharospirill 


Gelidibacter 

bacter mesophilus 
dibacter. 
Saccharospirillum 
rospirillum impatiens 
aceae; 


265678639 
61837 


ref|NR_028944.1| Microbacterium 
1 619715 Microbacterium aerolatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


397952 Bacteria_16S 
strain CE2105 16S 


397952 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


397952 Bacteria_16S 


strain 520-20 16S 


Proteobacteria; G 


397952 Bacteria_16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


397952 Bacteria_16S 


629226 629261 1 36 gi|265678631|ref|NR_028936.1| Roseospira marina 
ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 
638338 638373 1 36 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
639902 639937 1 36 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
641532 641567 85 120 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
rain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
esterenkonia. 
646230 646265 85 120 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 


strain CMS90 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
397952 Bacteria_16S 647761 647796 85 120 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

397952 Bacteria_16S 656542 656577 85 120 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 671671 671706 1 36 gi| 265678601 |ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

397952 Bacteria_16S 680797 680832 1 36 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

397952 Bacteria_16S 682202 682237 1 36 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

397952 Bacteria_16S 694431 694458 9 36 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

397952 Bacteria_16S 738327 738362 1 36 gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
397952 Bacteria_16S 754064 754099 1 36 gi| 265678543 |ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
397952 Bacteria_16S 757173 757208 1 36 gi| 265678541 |ref|NR_028845.1]| Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
397952 Bacteria_16S 758676 758711 1 36 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

397952 Bacteria_16S 760228 760263 1 36 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
strain V33 16S ribosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

397952 Bacteria_16S 763199 763234 1 36 gi|265678537|ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

397952 Bacteria_16S 774050 774085 85 120 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
397952 Bacteria_16S 781809 781844 85 120 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

397952 Bacteria_16S 784790 784825 1 36 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

397952 Bacteria_16S 815524 815559 85 120 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

397952 Bacteria_16S 821417 821452 1 36 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 


strain IMT37 16S 


ribosomal RNA, partial sequence 


821061 822569 Pseudomonas indica Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


397952 Bacteria_16S 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial 


taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
397952 Bacteria_16S 861068 861103 85 120 gi| 265678471 
strain K24 16S ribosomal RNA, partial sequence 860647 86213 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
397952 Bacteria_16S 
strain N-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


397952 Bacteria_16S 
scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


397952 Bacteria_16S 


flava strain AS 4 


strain LMG 18819 


Proteobacteria; B 


397952 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


397952 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


397952 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


397952 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


397952 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


397952 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


397952 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


397952 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


397952 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


397952 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


397952 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


397952 Bacteria_16S 


strain YLM-32 16S 
Actinobacteria; A 


397952 Bacteria_16S 


strain JCM 4837 1 
Actinobacteria; A 


397952 Bacteria_16S 
in E-3 16S ribosomal RNA, partial sequence 10881 
acteria; Gammaproteobacteria; Pseudomonadales; 
253680768 


psychrophila stra 
Bacteria; Proteob 


397952 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


822998 823033 1 36 gi 


873171 873206 1 36 gi 


876061 876096 85 120 gi 


888213 888248 85 120 gi 


892606 892641 1 36 gi 


894141 894176 1 36 gi 


895676 895711 1 36 gi 


920590 920625 85 120 gi 
strain RHS1 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; 
Slackia. 

942096 942131 1 36 gi 
16S ribosomal RNA, partial sequence 


s al 
s 
, 


948348 948383 1 36 
bosomal RNA, partial sequence 


gi 


951468 951503 1 36 
bosomal RNA, partial sequence 


gi 


954579 954614 1 36 gi 


960700 960735 
16S ribosomal RNA, 
ammaproteobacteria; 
966911 966946 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1002309 1002344 85 120 gi 
ibosomal RNA, partial sequence 


1 36 gi 
complete sequence 

Pseudomonadales; P 
1 36 gi 


1035622 1035657 1 36 
bosomal RNA, partial sequence 


gi 


ctinobacteridae; Actinomycetales; Micr 


1132407 1132442 85 120 gi 
CF63 16S ribosomal RNA, partial sequence 


397952 Bacteria_16S 


1144484 1144519 1 36 gi 


265678497 
sequence 


265678452 
-1520 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharopolyspora. 
397952 Bacteria_16S 265678449 
16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Burkholderia 
265678448 
16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Burkholderia 
265678447 
16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Burkholderia 
265678431 


Coriobacteridae; 
265678417 


etaproteobacteria; Burkholderiales; Comamonadace 
265678413 
947973 94948 
etaproteobacteria; Burkholderiales; Comamonadace 
265678411 
951100 95259 
etaproteobacteria; Burkholderiales; Comamonadace 
265678409 
6S ribosomal RNA, partial sequence 954207 95569 
etaproteobacteria; Burkholderiales; Comamonadace 
265678404 


seudomonad 
265678400 
966531 96793 
Halomonad 
265678376 
1001834 10033 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
265678354 
1035238 10367 


etaproteobacteria; Burkholderiales; Oxalobactera 
1076424 1076459 85 120 gi| 265678325 
ribosomal RNA, partial sequence 1075986 10774 


ococcineae 


1085434 1085469 85 120 gi| 265678319 
6S ribosomal RNA, partial sequence 1085003 10864 
ctinobacteridae; Actinomycetales; Streptomycinea 
1088484 1088519 1 36 gi| 265678317 


acteria; Actinobacteridae; Actinomycetales; 


253680760 


donocardineae; 
265678463 
872811 87416 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
265678461 


87568 


88778 


sequenc 
Cor 


94171 


96032 


P 


11319 
Micr 


Streptomycineae; 


Pseudonocardineae; 


ref|NR_028800.1| Cupriavidus 

822620 824161 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028774.1| Amycolatopsis sacchari 


0 Amycolatopsis sacchari Bacteria; 
Pseudonocardiaceae; Amycolatopsis. 
ref|NR_028766.1| Cupriavidus necator 

6 Cupriavidus necator Bacteria; 
Cupriavidus. 

ref|NR_028764.1| Streptomyces 

6 877087 Streptomyces scopiformis 
Streptomycetaceae; 


ref|NR_028754.1] Saccharopolyspora 
3 889225 Saccharopolyspora flava 
Pseudonocardiaceae; 


ref|NR_028751.1|] Pandoraea sputorum 
2 Pandoraea sputorum Bacteria; 
ceae; Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 
ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 


ceae; Pandoraea. 
ref |NR_028733.1| Slackia 
e 920164 921628 Slackia 


iobacteriales; Coriobacterineae; 


ref|NR_028719.1| Comamonas terrigena 

4 943232 Comamonas terrigena Bacteria; 
ae; Comamonas. 

ref|NR_028715.1| Acidovorax temperans 


4 Acidovorax temperans Bacteria; 
ae; Acidovorax. 
ref|NR_028713.1| Curvibacter delicatus 
4 Curvibacter delicatus Bacteria; 


ae; Curvibacter. 
ref|NR_028711.1| Giesbergeria sinuosa 
7 Giesbergeria sinuosa Bacteria; 


ae; Giesbergeria. 

ref|NR_028706.1| Pseudomonas veronii 
3 961843 Pseudomonas veronii Bacteria; 
aceae; Pseudomonas. 

ref|NR_028702.1| Halomonas campisalis 
0 Halomonas campisalis Bacteria; 
aceae; Halomonas. 

ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 

; Azovibrio. 

ref|NR_028656.1| Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 
ceae; Herbaspirillum. 
ref|NR_028627.1| Rarobacter incanus 
78 Rarobacter incanus Bacteria; 

; Rarobacteraceae; Rarobacter. 
ref|NR_028621.1| Streptomyces tauricus 
81 Streptomyces tauricus Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_028619.1| Pseudomonas 

07 1089634 Pseudomonas psychrophila 
seudomonadaceae; Pseudomonas. 
ref|NR_028016.1| Brevibacterium 

55 1133449 Brevibacterium sanguinis 
ococcineae; Brevibacteriaceae; 


thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


NR_028008.1] Pseudomonas 
144133 1145561 Pseudomonas 


ref 


bR 


397952 Bacteria_16S 


1145968 1146003 1 


36 


strain Ter6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
397952 Bacteria_16S 


hydrothermalis strain Slthf2 16S 
hydrothermalis Bacteria; 


Halomonas. 
397952 Bacteria_16S 
strain Althfl 16S 
Proteobacteria; 
397952 Bacteria_16S 
strain Eplumel 16 
Proteobacteria; 
397952 Bacteria_16S 
strain Esulfidel 
Proteobacteria; 

397952 Bacteria_16S 
strain Cal06 16S 


397952 Bacteria_16S 
strain Se-3111 16 


397952 Bacteria_16S 
variabilis strain 


Isoptericola. 
397952 Bacteria_16S 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 12348 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
397952 Bacteria_16S 
efficiens YS-314 


Corynebacterium. 
397952 Bacteria_16S 
mcbrellneri ATCC 


Brevibacteriaceae; 
397952 Bacteria_16S 
strain UR/MT95 16 
Proteobacteria; 
397952 Bacteria_16S 
sarecensis strain 
Bacteria; 
397952 Bacteria_16S 


ribosomal RNA, 
Gammaprot 


S riboso 
Gammaprot 


16S ribo 
Gammaprot 


1211080 1211115 1 
Proteobacteria; 


1212557 1212592 1 


1214050 1214085 1 


1215530 1215565 1 


1217119 1217154 85 


1221591 1221626 85 


1226141 1226176 85 


1233770 1233805 85 


1256322 1256357 85 


1260829 1260864 85 


1266806 1266841 1 


1275716 1275751 1 


1283156 1283191 1 


Betaproteobacteria; Burkholderiales; Ox 


36 


ribosomal RNA, partial 
Gammaproteobacteria; 


36 


partial sequence 
eobacteria; Oceanospirillales; 


36 


mal RNA, partial sequence 
eobacteria; Oceanospirillales; 


36 


120 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


120 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


120 


MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


120 


120 


120 


49030 16S ribosomal RNA, partial sequence 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 


36 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


36 


LV4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


36 


gi| 253680759 
1145612 11470 


224581438 
sequence 


gi 


gi] 224581437 
1212209 12136 


gi|2245814 
1213697 1 


36 
2151 


gi] 224581404 


somal RNA, partial sequence 1215201 12166 
eobacteria; Oceanospirillales; 


gi| 219878473 
1216681 12181 


gi|219878356 
1221167 12226 


219878300 
12257 


gi 
219878266 


gi 


gi|219857144 


16S ribosomal RNA, partial sequence 1255896 12573 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846707 
12603 


gi 


gi| 219846423 
1266430 12679 


219846179 
12753 


gi 


gi| 219846066 


Oceanospirillales; 


Halomonadaceae; 


Halomonadaceae; 


Halomonadaceae; 


Micrococcineae; 


Actinomycetales; 


Actinomycetales; 


ref |NR_028007.1 
Collimonas 
ref|NR_027220.1 

1210750 121215 


ref |NR_027219.1 


ref |NR_027218.1 


ref|NR_027185.1 


ref|NR_025612.1 
48 Arthrobacter 
Micrococcaceae 
ref|NR_025495.1 


Beutenbergiace 
ref |NR_025439.1 
22 1227193 Isopte 


NR_025405.1 
1 
Micro 


ref 


ref|NR_024772.1 


Cc 


ref|NR_026299.1 
97 1261800 Brevib 
Micrococc 
ref|NR_026014.1 
Massilia. 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025656.1 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
alobacteraceae; 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonas. 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonas. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Halomonas. 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Isoptericola 
ricola variabilis 


Promicromonosporaceae Hi 


Microbacterium 
7 Microbacterium 
coccineae; 


Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacterineae; 


orynebacteriaceae; 
Brevibacterium 
acterium mcbrellneri 


ineae; 


Massilia timonae 


23 Massilia timonae Bacteria; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Burkholderia hospita 


strain LMG 20598 


Proteobacteria; B 


397952 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


397952 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


397952 Bacteria_16S 


strain NCIMB 7030 


etaproteobacteria; Burkholderiales; Burk 


16S ribosomal RNA, partial sequence 1282800 12842 


1289412 1289447 85 120 gi 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; Coriob 
1292271 1292306 1 36 gi 
icus strain VT8 16S ribosomal RNA, parti 
icus Bacteria; Proteobacteria; Gammaprot 


1298355 1298390 85 120 gi 
55 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


397952 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


397952 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


397952 Bacteria_16S 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


1307491 1307526 85 120 gi 
ubsp. thermoviolaceus strain DSM 40443 1 
reptomyces thermoviolaceus subsp. thermo 
Actinomycetales; Streptomycineae; Strep 
1316674 1316709 85 120 gi 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
1333593 1333628 85 120 gi 


acteria; Actinobacteridae; Actinomycetal 


397952 Bacteria_16S 


1338014 1338049 1 36 


gi 


acterineae; 
228716433 
al sequence 
eobacteria; 


219846893 


12979 


occineae; Brevibacteriaceae; 
228721493 


6S ribos 


holderiaceae; 
219846501 
complete sequence 1289055 12904 


83 Burkholderia hospita Bacteria; 
Burkholderia. 
ref|NR_026093.1| Atopobium parvulum 
02 Atopobium parvulum Bacteria; 
Coriobacteriaceae; Atopobium. 
NR_027551.1| Marinobacter 

1291904 1293412 Marinobacter 
Alteromonadales; Alteromonadaceae; 


ref 


ref|NR_026485.1| Brevibacterium avium 
19 1299312 Brevibacterium avium Bacteria; 
Brevibacterium. 
NR_027616.1| Streptomyces 
RNA, partial sequence 


ref 


omal 1307063 


violaceus Bacteria; Actinobacteria; 


tomycetaceae; 
228715851 
1316224 13177 


es; 


es; 


228721484 


metallidurans strain CH34 16S ribosomal RNA, partial sequence 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Cupriavidus. 


Micrococcineae; 
228721490 
6S ribosomal RNA, partial sequence 1333148 13346 
Micrococcineae; 


Streptomyces. 

ref|NR_027540.1| Tropheryma whipplei 
07 Tropheryma whipplei str. Twist 
Tropheryma. 
ref|NR_027613.1| Beutenbergia cavernae 
32 Beutenbergia cavernae DSM 12333 
Beutenbergiaceae; 


ref|NR_027607.1| Cupriavidus 
1337638 1339130 Cupriavidus 


397952 Bacteria_16S 
DSM 10542 16S ribosomal RNA, partial sequence 
Bacteria; Actinob 


Sanguibacter. 


397952 Bacteria_16S 
thailandensis str 


thailandensis E26 
Burkholderia; 


ferrooxidans DSM 


DSM 10331 Bacteri 
Acidimicrobiaceae 
397952 Bacteria_16S 


strain MT1-641 16 


Proteobacteria; B 
397952 Bacteria_16S 


strain STM815 16S 
Bacteria; 


strain STM678 16S 


Proteobacteria; B 
397952 Bacteria_16S 


strain LMG 2210 1 


glauca strain K62 
Bacteria; Actinob 


Saccharomonospora. 
397952 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


397952 Bacteria_16S 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


397952 Bacteria_16S 
aerolata strain V 


Bacteria; Actinob 
Promicromonospora 


397952 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


bryozoorum strain 
Bacteria; Proteob 


397952 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


397952 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


397952 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


397952 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


397952 Bacteria_16S 


subsp. rimosus st 
subsp. rimosus Ba 
Streptomycetaceae 


pse 
397952 Bacteria_16S 


Proteob 
397952 Bacteria_16S 


1348895 1348930 85 120 


gi 


1359281 1359316 1 
ain E264 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


36 gi 


ribosomal RNA, partial sequence 


1414908 1414943 1 36 


gi 


1421099 1421134 85 120 


gi 


1425739 1425774 85 120 


gi 
teria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 


1453332 1453367 85 120 


gi 


1462232 1462267 1 36 


gi 


1465381 1465416 85 120 
ibosomal RNA, partial sequence 


gi 


1468389 1468424 85 120 
ribosomal RNA, partial sequence 


gi 


1472770 1472805 1 
1 RNA, partial sequence 


36 gi 


1472861 1472895 85 
1 RNA, partial sequence 


120 gi 


1488173 1488208 85 120 
rain JCM 4667 16S ribosomal RNA, 


gi 


; Streptomyces. 


397952 Bacteria_16S 


afermentans subsp 


1500214 1500249 85 120 


gi 


acteria; Actinobacteridae; Actinomycetales; 


228720600 
1348448 13499 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
228720024 
partial sequence 

Betaproteobacteria; 


udomallei group. 
1360897 1360932 85 120 gi| 228719712 
10331 16S ribosomal RNA, complete sequence 13604 
a; Actinobacteria; Acidimicrobidae; Acidimi 
; Acidimicrobium. 
1372921 1372956 1 36 gi| 228717983 
S ribosomal RNA, partial sequence 1372563 13740 
etaproteobacteria; Burkholderiales; Burkhol 
1386507 1386542 1 36 gi|228716754 
ribosomal RNA, partial sequence 1386182 13876 
acteria; Betaproteobacteria; Burkholderiales; 
1388022 1388057 1 36 gi| 228716720 


1387667 13891 
etaproteobacteria; Burkholderiales; Burkholderiaceae; 
224581448 
6S ribosomal RNA, partial sequence 1414552 14160 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
397952 Bacteria_16S 


1416528 1416563 85 120 gi| 224581447 
16S ribosomal RNA, partial sequence 14160 
acteria; Actinobacteridae; Actinomycetales; Pseu 


224581444 
strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 
397952 Bacteria_16S 


Act 


224581441 
ain DSM 40438 16S ribosomal RNA, partial sequenc 
Act 


1427304 1427339 85 120 gi|224581440 
AS 4.1594 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
; Streptomyces. 

1448887 1448922 85 120 gi|224581421 
-54A 16S ribosomal RNA, partial sequence 14484 


Micr 


224581418 
strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 
397952 Bacteria_16S 


Act 


224581411 
50-11 16S ribosomal RNA, partial sequence 14618 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
224581409 
1464924 14664 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
224581407 
1467942 14694 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
224581402 
1472412 1473865 Burkh 
etaproteobacteria; Burkholderiales; Burkholderia 


224581402 
1472412 1473865 Burkh 
etaproteobacteria; Burkholderiales; Burkholderia 


219857134 
complete sequen 
cteria; Actinobacteria; Actinobacteridae; Actino: 
219846622 
- afermentans strain CIP 103499 16S ribosomal RNA, 
Corynebacterium afermentans subsp. 


crobiales; 


deriaceae; 


Burkholderiaceae; 


inomycetales; 


ref|NR_027595.1| Sanguibacter keddieii 
42 Sanguibacter keddieii DSM 10542 
Sanguibacteraceae; 


ref|NR_027587.1| Burkholderia 
1358923 1360410 Burkholderia 
Burkholderiales; Burkholderiaceae; 


ref|NR_027584.1| Acidimicrobium 
61 1361925 Acidimicrobium ferrooxidans 
Acidimicrobineae; 


ref|NR_027569.1| Burkholderia unamae 

50 Burkholderia unamae MTI-641 Bacteria; 
Burkholderia. 

ref|NR_027555.1| Burkholderia phymatum 
16 Burkholderia phymatum STM815 
Burkholderia. 
ref|NR_027554.1| Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
Burkholderia. 

ref|NR_027230.1| Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
Pseudomonas. 

ref|NR_027229.1| Saccharomonospora 

93 1417582 Saccharomonospora glauca 
donocardineae; Pseudonocardiaceae; 


ref|NR_027226.1] Arthrobacter 
1420664 1422164 Arthrobacter 
inomycetales; Micrococcineae; 


ref|NR_027223.1| Streptomyces 
e 1425302 1426811 Streptomyces 
Streptomycineae; 


ref|NR_027222.1| Streptomyces 
1426862 1428376 Streptomyces 
tales; Streptomycineae; 


ref|NR_027202.1| Promicromonospora 
60 1449852 Promicromonospora aerolata 
ococcineae; Promicromonosporaceae; 


ref|NR_027199.1] Arthrobacter 
1452894 1454381 Arthrobacter 
inomycetales; Micrococcineae; 


ref|NR_027192.1| Marinobacter 

62 1463368 Marinobacter bryozoorum 
Marinobacter. 
ref|NR_027190.1| Azoarcus buckelii 
33 Azoarcus buckelii Bacteria; 

; Azoarcus. 
ref|NR_027188.1| Zoogloea resiniphila 
14 Zoogloea resiniphila Bacteria; 

+ Zoogloea. 
ref|NR_024882.1| Burkholderia ambifaria 
olderia ambifaria AMMD Bacteria; 

ceae; Burkholderia; Burkholderia cepacia 


ref|NR_024882.1| Burkholderia ambifaria 
olderia ambifaria AMMD Bacteria; 
ceae; Burkholderia; Burkholderia cepacia 


ref|NR_024762.1| Streptomyces rimosus 
ce 1487741 1489225 Streptomyces rimosus 
mycetales; Streptomycineae; 


ref |NR_026214.1 


complete sequence 


Corynebacterium 
1499786 1501111 


afermentans Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 


397952 Bacteria_ 


subsp. elongata 
elongata subsp. 
Neisseria. 


397952 Bacteria_ 


subsp. elongata 
elongata subsp. 
Neisseria. 


397952 Bacteria_ 
oligospora strain 
oligospora Bacter 


Thermomonosporac 


397952 Bacteria_ 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteri 
Burkholderia; Burkholderia cepacia complex. 
397952 Bacteria_ 
espanaensis strain NRRL 15764 16S ribosomal RNA, partia 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnematac 


397952 Bacteria_ 


strain MK27-91F2 


strain SP1402 16 
Proteobacteria; 


397952 Bacteria_ 


strain DSM 40258 


tubercidicus str 


tubercidicus Bact 
Streptomycetaceae 
397952 Bacteria_ 


subsp. paromomyc 
rimosus subsp. p 
Streptomycineae; 


397952 Bacteria_ 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae 
397952 Bacteria_ 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
397952 Bacteria_ 


strain DSM 43049 


strain DSM 40597 


Actinobacteria; Actinobacteridae; Actinomycetales; 
397952 Bacteria_ 
purpurogeneiscler 

Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


Streptomycineae; 


397952 Bacteria_ 
picturae strain L 
picturae Bacteria 


Brevibacterium. 


397952 Bacteria_ 


strain DSM 12798 


Arthrobacter. 


397952 Bacteria_ 


16S 1507544 1507579 1 36 
train ATCC 25295 16S ribosomal RNA, 


gi 
s co 


e 


16S 1507635 1507670 85 120 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


s 
e 


16S 1530264 1530299 85 120 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Actinomadura. 

16S 1533273 1533308 1 


36 gi 


16S 1537870 1537905 85 120 gi 


Saccharothrix. 
1573957 1573992 85 


eae; 


168 120 gi 


16S 1578471 1578506 1 36 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


16S 1589267 1589302 85 120 gi 


gi 


Stre 
16S 1590815 1590850 85 120 gi 
in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 

16S 1592363 1592398 85 120 gi 
nus strain DSM 41429 16S ribosomal RNA 
romomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

16S 1593909 1593944 85 120 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
; Streptomyces. 

16S 1595456 1595491 85 120 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 

16S 1597004 1597039 85 


a 


aT 
a 


120 gi 
Stre 
16S 1598552 1598587 85 120 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
; Streptomyces. 

16S 1600100 1600135 85 120 gi 
Stre 
16S 1601648 1601683 85 120 gi 
oticus strain DSM 43156 16S ribosomal 


Streptomycetaceae; Streptomyces. 

16S 1603214 1603249 85 120 gi 
MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


v 


16S 1604753 1604788 85 120 gi 


16S 1606294 1606329 85 120 gi 
in Rel17 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


longata Bacteria; Proteobacteria; Beta 


219846303 
mp 
pr 


219846303 
mp 
pr 


219857433 
sequence 
Ac 


219857425 
sequence 


a; 


219857377 
1 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
397952 Bacteria_ 


do 
219846381 


1578118 15795 
udomonad 


se 
219878485 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
397952 Bacteria_ 


pt 
219878484 
1 


219878483 
partial 


’ 


Ac 


219878482 
rt 
idae; 
219878481 
1 sequence 
; Actinomy 


219878480 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
397952 Bacteria_ 
olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 
397952 Bacteria_ 


ptomycinea 
219878479 
partial s 
te 


219878478 


16S ribosomal RNA, partial sequence 1599676 16011 


ptomycinea 
219878477 
RNA, parti 


219878475 
quence 
tinomyceta 


219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_ 
arilaitensis stra 
arilaitensis Bact 


ococcineae 
219878472 
quence 


; Actinomy 


16S 1622734 1622769 1 36 gi 


219878461 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 


stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


lete seq 
oteobact 


lete seq 
oteobact 


tinomyce 


Burkhol 


sequence 


Actinomyc 


nocardin 


omycinea 


sequence 
Actinomy 


tinobact 


ial sequ 
Acti 


ridae; Actin 


ref 
uenc 
eria 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


NR_025893.1 
e 150715 
; Neisserial 
ref 
uenc 
eria 


NR_025893.1 
e 150715 
Neisserial 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


’ 


Actinomadura 
8 Actinomadura 
orangineae; 


ref|NR_025021.1 
1529847 153130 
tales; Streptosp 


Burkholderia 
2 Burkholderia 
lderiaceae; 


ref|NR_025013.1 
1532915 153432 
deriales; Burkho 


Saccharothrix 
5 Saccharothrix 
cardineae; 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_024687.1| Umezawaea tangerina 
00 Umezawaea tangerina Bacteria; 
eae; Actinosynnemataceae; Umezawaea. 
ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025624.1| Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025623.1| Streptomyces 

1590391 1591888 Streptomyces 
cetales; Streptomycineae; 


ref 
sequ 
erid 


NR_025622.1 
ence 159193 
ae; Actinomy 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto 


Streptomyces 
9 Streptomyces 
mycineae; 
ref|NR_025619.1| Streptomyces niger 
77 Streptomyces niger Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025618.1| Streptomyces 
equence 1598128 1599625 Streptomyces 
omycetales; Streptomycineae; 
ref|NR_025617.1| Streptomyces violens 
73 Streptomyces violens Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025616.1| Streptomyces 

al sequence 1601224 1602721 
Actinobacteridae; Actinomycetales; 


v 


ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 
ref|NR_025613.1] Arthrobacter mysorens 
05 Arthrobacter mysorens Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_025611.1] Arthrobacter 

1605856 1607314 Arthrobacter 
cetales; Micrococcineae; Micrococcaceae; 


’ 


ref|NR_025600.1|] Sutterella 
1622384 1623838 Sutterella 
Sutterella. 


397952 Bacteria_16S 1640884 1640919 1 36 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

397952 Bacteria_16S 1642446 1642481 1 36 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

397952 Bacteria_16S 1644007 1644042 1 36 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 1645153 Pseudomonas antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

397952 Bacteria_16S 1653090 1653125 1 36 gi|219878439|ref|NR_025578.1| Thermomonas brevis 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

397952 Bacteria_16S 1654637 1654672 1 36 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
strain R-10289 16S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

397952 Bacteria_16S 1686562 1686597 1 36 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 

397952 Bacteria_16S 1694326 1694361 1 36 gi|219878411|ref|NR_025550.1| Pseudomonas cannabina 
strain CFBP 2341 16S ribosomal RNA, partial sequence 1693968 1695461 Pseudomonas cannabina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

397952 Bacteria_16S 1695870 1695905 1 36 gi|219878410|ref|NR_025549.1| Pseudomonas tremae 
strain TOl 16S ribosomal RNA, partial sequence 1695512 1697005 Pseudomonas tremae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

397952 Bacteria_16S 1697509 1697544 85 120 gi|219878409|ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

397952 Bacteria_16S 1724931 1724966 1 36 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

397952 Bacteria_16S 1746299 1746334 85 120 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

397952 Bacteria_16S 1760033 1760068 85 120 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

397952 Bacteria_16S 1761554 1761589 85 120 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

397952 Bacteria_16S 1763076 1763111 85 120 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

397952 Bacteria_16S 1766011 1766046 82 117 gi|219878360|ref|NR_025499.1| Alkalilimnicola 
halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
397952 Bacteria_16S 1771932 1771967 85 120 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
397952 Bacteria_16S 1773430 1773465 85 120 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 1774927 1774962 85 120 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 1781112 1781147 85 120 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 

397952 Bacteria_16S 1783947 1783982 1 36 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

397952 Bacteria_16S 1799159 1799194 85 120 gi|219878336|ref|NR_025475.1| Arthrobacter 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


1798724 180016 


8 Arthrobacter 


397952 Bacteria_16S 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; 
Oerskovia. 


Cellulomonadaceae; 
397952 Bacteria_16S 
strain DSM 46000 


397952 Bacteria_16S 


1805351 1805386 85 


1806889 1806924 85 


1814461 1814496 1 


120 


120 


36 


LMG 19981 16S ribosomal RNA, partial sequence 


397952 Bacteria_16S 


limicola strain GolChil 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 


limicola Bacteria; 
397952 Bacteria_16S 


denitrificans strain Chol-1S 16S ribosomal RNA, 
denitrificans Bacteria; 


Sterolibacterium. 
397952 Bacteria_16S 


denitrificans strain Chol-1S 16S ribosomal RNA, 
denitrificans Bacteria; 


Sterolibacterium. 
397952 Bacteria_16S 


1829786 1829821 85 


1835747 1835782 1 
Proteobacteria; 
1835838 1835873 85 
Proteobacteria; 


1849661 1849696 1 


gi|219878332 


gi|219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219878326 
1814099 18155 


haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 


haemolytica Bacteria; 
Thermomonas. 
397952 Bacteria_16S 
strain SE3104 16S 


397952 Bacteria_16S 


israelensis strain Bal 16S ribosomal RNA, partial sequence 


Bacteria; 
397952 Bacteria_16S 
canadensis strain 


Chromohalobacter. 
397952 Bacteria_16S 


Proteobacteria; 


1851173 1851208 1 


1863150 1863185 1 


1864732 1864767 1 


1873980 1874015 85 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


ATCC 43984 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; 


nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 


nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
397952 Bacteria_16S 


1878414 1878449 1 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 


thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; 


397952 Bacteria_16S 
strain LMG 1945, 


397952 Bacteria_16S 
aerophilus strain 
aerophilus Bacteria; 
397952 Bacteria_16S 
strain DSM 13256, 
Thermotogae; 
397952 Bacteria_16S 


mannitolilytica strain LMG6866 16S ribosomal RNA, partial 
mannitolilytica Bacteria; 


Ralstonia. 
397952 Bacteria_16S 


Bacteroidetes; 


1898718 1898753 85 


1905732 1905763 3 


1916300 1916335 1 


1922456 1922491 1 
Proteobacteria; 


1936151 1936186 1 


120 


R8846 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


34 


36 


16S ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


36 


Betaproteobacteria; 


36 


219878264 
18982 


gi 


gi|219878259 


I/26Corl 16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; 


219878250 
19159 


gi 


219878246 
sequenc 


gi 


gi| 219878237 


nitrativorans strain 23310 16S ribosomal RNA, partial sequence 


nitrativorans Bacteria; 


397952 Bacteria_16S 


Proteobacteria; 
1937788 1937823 85 


Betaproteobacteria; 


120 


gi|219878236 


paucivorans strain CF 62 16S ribosomal RNA, partial sequence 


paucivorans Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 


Brevibacteriaceae; 
397952 Bacteria_16S 
strain CF-25 16S 


397952 Bacteria_16S 
strain CF-43 16S 


397952 Bacteria_16S 


1957510 1957545 85 


1959066 1959101 85 


1963605 1963640 1 


120 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


120 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


36 


Actinomyc 


gi|219878223 
1957067 19585 


Micrococcineae; 


gi| 219878222 
1958616 19601 


219878219 


gi 


sequence 1804913 180639 
Actinomycetales; 


Burkholderiales; 


Burkholderiales; Bu 


Burkholderiales; 


ref|NR_025471.1 


Microc 


ref|NR_025470.1 
Cellulomonadac 
ref|NR_025465.1 


Burkho 
ref |NR_025403.1 
81 1899753 Bracki 
Brackiella. 
NR_025398.1 
1905456 190681 
Flexibac 
NR_025389.1 
11 1917433 Thermo 


ref|NR_025385.1 
e 1922112 192356 


ref|NR_025376.1 
1935800 193729 
Coma: 
ref|NR_025375.1 
1937348 193875 
etales; Micrococ 


ref |NR_025362.1 
65 Arthrobacter 
Micrococcaceae 
NR_025361.1 


ref 


Micrococcaceae 


ref |NR_025358.1 


Oerskovia 
8 Oerskovia 
occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Fulvimonas. 
120 gi|219878316|ref|NR_025455.1| Propionivibrio 
complete sequence 1829317 1830847 Propionivibrio 
Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
36 gi|219878311|ref|NR_025450.1| Sterolibacterium 
complete sequence 1835368 1836898 Sterolibacterium 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
120 gi|219878311|ref|NR_025450.1| Sterolibacterium 
complete sequence 1835368 1836898 Sterolibacterium 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
36 gi|219878302|ref|NR_025441.1| Thermomonas 
1849299 1850798 Thermomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
36 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 
1850849 1852130 Roseospira navarrensis Bacteria; 
Rhodospirillaceae; Roseospira. 
36 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
1862771 1864302 Chromohalobacter israelensis 
Halomonadaceae; Chromohalobacter. 
36 gi|219878291|ref|NR_025430.1| Chromohalobacter 
1864353 1865884 Chromohalobacter 
Oceanospirillales; Halomonadaceae; 
120 gi|219878285|ref|NR_025424.1| Arthrobacter 
1873541 1874936 Arthrobacter 
Actinomycetales; Micrococcineae; Micrococcaceae; 
36 gi| 219878282 |ref|NR_025421.1| Limnobacter 
1878060 1879547 Limnobacter 


lderiaceae; Limnobacter. 
Brackiella oedipodis 
ella oedipodis Bacteria; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Thermosipho geolei 
sipho geolei Bacteria; 


Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Brevibacterium 
9 Brevibacterium 
cineae; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Arthrobacter albus 


16 Arthrobacter albus Bacteria; 
Micrococcineae; 


; Arthrobacter. 
Thiobacillus 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 


Thiobacillus. 


397952 Bacteria_16S 


1970925 1970960 1 


frisingense strain GSF30 16S ribosomal RNA, partial sequence 


frisingense Bacteria; Proteobacteria; Betaproteobacteri 


Herbaspirillum. 
397952 Bacteria_16S 
strain CCUG 35957 


397952 Bacteria_16S 


broegbernensis strain B1616/1 16S ribosomal RNA, partia 
broegbernensis Bacteria; 


Pseudoxanthomonas. 
397952 Bacteria_16S 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; 


Stenotrophomonas. 
397952 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; 
397952 Bacteria_16S 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
397952 Bacteria_16S 


somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
397952 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
397952 Bacteria_16S 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 


2035187 2035222 85 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


2041293 2041328 1 
Proteobacteria; 


2042851 2042886 1 


2044428 2044463 1 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


2053879 2053914 85 


2056859 2056894 85 


2058398 2058433 85 


strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2079801 2079836 85 


Propionibacteriaceae; Propionimicrobium. 


397952 Bacteria_16S 


illinoisensis strain MVAB Hexl 
illinoisensis Bacteria; 


Alkanindiges. 
397952 Bacteria_16S 
strain DSM 43030 


397952 Bacteria_16S 
strain AU2944 16S 
Proteobacteria; 
397952 Bacteria_16S 
strain Ps 9-14 16 
Proteobacteria; 
397952 Bacteria_16S 


umsongensis strain Ps 3- 


umsongensis Bacteria; 
Pseudomonas. 
397952 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; 
397952 Bacteria_16S 
strain YIM 90001 


397952 Bacteria_16S 
chloroethenivoran 
chloroethenivoran 
Pseudonocardiaceae; 
397952 Bacteria_16S 
strain PK-Blue 16 


397952 Bacteria_16S 
extremorientalis 
extremorientalis 
Pseudomonas. 

397952 Bacteria_16S 


16S rib 
Actinobacteria; Actinoba 


16S rib 
Actinobacteria; Actinoba 


s strai 
s Bacte 


Bacteria; 


2107180 2107211 86 
16S ribos 


Proteobacteria; 


2110261 2110296 85 


2122312 21223471 


ribosomal RNA, partial 
Betaproteobacteria; 


2143420 2143455 1 


S ribosomal RNA, partia 
Gammaproteobacteria; 


2144925 2144960 1 
10 16S ribosomal 
Proteobacteria; 


2146430 2146465 1 


ribosomal RNA, partial 
Gammaproteobacteria; 


2149614 2149649 85 


2166213 2166248 85 


2167727 2167762 85 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2219156 22191911 


2229760 2229795 1 


Proteobacteria; 


Burkholderiales; 


Pseudomonadales; 


Gammaproteobacteria; 


n SL-1 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardia. 


36 gi|219878214|ref|NR_025353.1| Herbaspirillum 
1970584 1972049 Herbaspirillum 
a; Burkholderiales; Oxalobacteraceae; 
120 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
2034753 2036233 Rothia nasimurium Bacteria; 


36 219878167 
1 


Gammaproteobacteria; 


gi 


sequence 
Xanthomonadales; 


; Micrococcaceae; Rothia. 
ref|NR_025306.1| Pseudoxanthomonas 
2040918 2042439 Pseudoxanthomonas 


Xanthomonadaceae; 


36 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
2042490 2044002 Stenotrophomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
36 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 


20 


120 gi|219878155 


120 219878153 


sequence 


gi 


120 219878152 


sequence 


gi 


120 219878136 


sequence 


gi 


117 gi 
omal RNA, compl 
Gammaproteobacteria; 


219878115 


120 gi| 219873436 


osomal RNA, partial sequence 2109822 21113 
cteridae; Actinomycetales; 


36 
sequence 


gi| 219857653 


36 
1 sequence 


gi| 219857639 


36 gi 
RNA, partial s 


219857638 
equence 


36 
sequence 


gi|219857637 


P 


120 gi| 219857635 


osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudonocardineae; 


120 gi| 219857624 


120 gi| 219857623 


36 gi| 219857586 


strain KMM 3447 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Gammaproteobacteria; 


36 gi| 219857579 


hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 


440 


sequence 2053442 205491 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomyceta 


ete sequence 2106707 21082 
Pseudomonadales; 


Streptomycineae; 


2121958 21233 
Burkholderiaceae; 


2143068 21445 
Pseudomonadaceae; 


Pseudomonadales; 


2146078 21475 


Pseudomonadales; Pseudomonadaceae; 


sequenc 


2167280 21687 
Streptomycineae; 


P 


53 2045572 Luteimonas mephitis Bacteria; 
Luteimonas. 

NR_025294.1| Streptomyces 

9 Streptomyces 
Streptomycineae; 


ref 


ref |NR_025292.1 
2056438 205792 


Streptomyces 
0 Streptomyces 
Streptomycineae; 


ref|NR_025291.1| Streptomyces 
2057971 2059469 Streptomyces 
Streptomycineae; 


ref|NR_025275.1| Propionimicrobium 
2079371 2080872 Propionimicrobium 
les; Propionibacterineae; 


ref|NR_025254.1| Alkanindiges 
39 Alkanindiges 


Moraxellaceae; 


ref|NR_025250.1| Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_025242.1| Ralstonia insidiosa 

93 Ralstonia insidiosa Bacteria; 
Ralstonia. 
ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
Pseudomonas. 

NR_025227.1| Pseudomonas 

144573 2146027 Pseudomonas 
Pseudomonadaceae; 


ref 
2 


ref|NR_025226.1| Pseudomonas jinjuensis 
31 Pseudomonas jinjuensis Bacteria; 
Pseudomonas. 

ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; Prauserella. 
ref|NR_025213.1| Pseudonocardia 

e 2165786 2167229 Pseudonocardia 
Pseudonocardineae; 


ref|NR_025212.1 
69 Streptomyces 


Streptomyces speibonae 
speibonae Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_025174.1] Pseudomonas 

2218792 2220307 Pseudomonas 
seudomonadales; Pseudomonadaceae; 


ref|NR_025167.1| Laribacter 
2229404 2230862 Laribacter 


397952 Bacteria_16S 2229851 2229886 85 
hongkongensis strain HKU1 16S ribosomal 
hongkongensis Bacteria; Proteobacteria; 
397952 Bacteria_16S 2234312 2234347 1 
costantinii strai 
costantinii Bacte 
Pseudomonas. 
397952 Bacteria_16S 
luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 2257255 2257290 85 
yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 2260379 2260414 85 
thermospinosispor 
thermospinosispor 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 2265087 2265122 85 
strain ICPB 3636 
Proteobacteria; B 
397952 Bacteria_16S 
strain DSM 11853 
Proteobacteria; B 
397952 Bacteria_16S 
campinensis strai 
Bacteria; Proteob 
397952 Bacteria_16S 
strain A290 16S r 


ria; Proteobacteria; 


2248067 2248102 85 


teria; Actinobacteria; 


2274181 22742161 


2275715 2275750 1 


2310520 2310555 85 


Actinomadura. 


397952 Bacteria_16S 2317967 2318002 1 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 


Bacteria; Proteob 
397952 Bacteria_16S 
acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 
397952 Bacteria_16S 
strain CFML 97-39 
Proteobacteria; G 
397952 Bacteria_16S 
strain CFML 97-51 
Bacteria; Proteob 
397952 Bacteria_16S 
gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae; Microbacterium. 
397952 Bacteria_16S 2330071 2330106 1 
strain IPT10 16S ribosomal RNA, partial 
Proteobacteria; B 
397952 Bacteria_16S 
sulfonivorans str 
sulfonivorans Bacteria; Actinobacteria; 
Micrococcaceae; Arthrobacter. 

397952 Bacteria_16S 2348246 2348281 85 
methylotrophus strain TGA 16S ribosomal 
methylotrophus Bacteria; Actinobacteria; 
Micrococcaceae; Arthrobacter. 

397952 Bacteria_16S 2352663 2352698 1 
denitrificans str 
denitrificans Bacteria; 
397952 Bacteria_16S 
strain LMG 16225 
Proteobacteria; B 
397952 Bacteria_16S 2386128 2386163 1 
caledonica strain LMG 19076 16S ribosoma 
caledonica Bacteria; Proteobacteria; Bet 
397952 Bacteria_16S 2390703 2390738 1 
strain YKJ-16 16S ribosomal RNA, partial 


2319559 2319594 1 


cteria; Proteobacteria; 


2321112 23211471 


2322664 2322699 1 


2328641 2328676 85 


2346737 2346772 85 


Proteobacteria; 
2384604 2384639 1 
16S ribosomal RNA, part 


n CFBP 5705 16S ribosomal RNA, partial 
Gammaproteobacter 


ain S63 16S ribosomal RNA, partial seq 


n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 


n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


rain AMX 19 16S ribosomal RNA, partial 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 


etaproteobacteria; Burkholderiales; Bu 


ain ALL 16S ribosomal RNA, partial seq 


ain 123 16S ribosomal RNA, partial seq 


etaproteobacteria; Burkholderiales; Bu 


120 gi 
RNA, partial se 
Betaproteobacte 
36 gi 


219857579 
quence 
ria; 
219857576 
sequence 
ia; 


120 219857567 
uence 


e; 


gi 
Actinobacterida 


120 219857561 


sequence 


gi 


120 219857559 
ia 
te 


gi 


120 gi| 219857556 


16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neiss 


eriaceae; 


36 219857550 


gi 


16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Bu 


rk 
219857549 
nce 
riales; 

gi| 219857522 

2310109 23115 
Strept 


36 gi 


120 


36 219857517 
ence 23175 
nadales; 
219857516 
sequence 


teria; X 


gi 


36 gi 


Gammaproteobac 

36 219857515 
23207 
seudomon 
219857514 
23223 
nadales; P 
219857510 
al sequenc 
Actinomyc 


gi 


36 gi 


120 gi 


36 
sequence 


gi| 219857509 
2329695 23312 
rkholderia 
219857496 
uence 

e; 


120 gi 


Actinobacterida 


120 gi 
RNA, partial se 
Actinobacterid 


219857495 
quence 
ae; Actino 


36 219857492 
uence 
Betaproteobacteria; Burkh 
36 gi| 219857470 
ial sequence 2384259 23857 
rkholderia 
219857469 
sequence 


gi 


36 gi 
1 RNA, partial 
aproteobacteria; Burkhold 


Neiss 


Pseudo: 


Actinomycet 


Actinomyc 


1 sequen 
ridae; Actin 


holderia 
22753 
Bu 


osporang 


xX 


an 


ad 


Actinomycet 


Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


ref 


monadales; 


ref|NR_025155.1 
2247616 22491 
trep 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
94 Streptomyces 
etal eptomycineae; 
ref|NR_025147.1 
ce 2259931 2 5 
omyceta 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


ref|NR_025144.1| Simonsiella muelleri 
96 Simonsiella muelleri Bacteria; 
Simonsiella 
ref|NR_025138.1| Cupriavidus basilensis 
08 Cupriavidus basilensis Bacteria; 
ceae; Cupriavidus. 

ref|NR_025137.1| Cupriavidus 

59 2276842 Cupriavidus campinensis 
rkholderiaceae; Cupriavidus. 
ref|NR_025110.1| Actinomadura mexicana 
29 Actinomadura mexicana Bacteria; 
ineae; Thermomonosporaceae; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
1 
thomonadales; 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Microbacterium 

4 Microbacterium 

cineae; 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


ref|NR_025097.1| Burkholderia sacchari 
17 Burkholderia sacchari Bacteria; 
ceae; Burkholderia. 
ref|NR_025084.1] Arthrobacter 

2346319 2347775 Arthrobacter 
ales; Micrococcineae; 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


Arthrobacter 
4 Arthrobacter 
coccineae; 


ref|NR_025080.1] Comamonas 
2352316 2353757 Comamonas 
olderiales; Comamonadaceae; 
ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 
2385781 2387256 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 


Comamonas. 


36 gi|219857466 
sequence 2390343 23918 


ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


397952 Bacteria_16S 
strain T1-X7 16S 


2492350 2492385 85 


397952 Bacteria_16S 2499815 2499850 85 


120 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


120 


strain MF63 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


gi|219857388 


ref |NR_024976.1 


Tetrasphaera japonica 


2491905 2493349 Tetrasphaera japonica Bacteria; 


gi| 219857382 


; Intrasporangiaceae; 


ref |NR_024970.1 


Tetrasphaera. 
Azoarcus toluclasticus 


2499368 2500857 Azoarcus toluclasticus Bacteria; 


; Azoarcus. 


397952 Bacteria_16S 2505935 2505970 82 117 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 
strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 

397952 Bacteria_16S 2513518 2513553 85 120 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

397952 Bacteria_16S 2516544 2516579 85 120 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

397952 Bacteria_16S 2519578 2519613 85 120 gi|219857364|ref|NR_024952.1| Slackia exigua strain 


ATCC 700122 16S ribosomal RNA, partial sequence 


Actinobacteria; Coriobacteridae; 
397952 Bacteria_16S 2521038 2521073 1 


thivervalensis strain SBK26 16S ribosomal RNA, partial 
Gammaproteobacteria; 


thivervalensis Bacteria; Proteobacteria; 
Pseudomonas. 


397952 Bacteria_16S 2522518 2522553 1 


brassicacearum strain DBK11 16S ribosomal RNA, partial 
Gammaproteobacteria; 


brassicacearum Bacteria; Proteobacteria; 
Pseudomonas. 
397952 Bacteria_16S 


strain ATCC 4973 


2528589 2528624 1 


397952 Bacteria_16S 
strain CCUG 2113 


2544646 2544681 1 


397952 Bacteria_16S 2555343 2555378 1 
strain CIP 105469 
Bacteria; 
397952 Bacteria_16S 


strain CIP 105470 


2556909 2556944 1 


397952 Bacteria_16S 
strain CIP 105259 


2561535 2561570 1 


397952 Bacteria_16S 
strain CIP 105274 


2570668 2570703 1 


397952 Bacteria_16S 2575484 2575519 85 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial 
Betaproteobacteria; 


asinigenitalis Bacteria; Proteobacteria; 
397952 Bacteria_16S 2577014 2577049 85 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


397952 Bacteria_16S 2578443 2578478 85 


strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellu 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


397952 Bacteria_16S 2579789 2579824 1 


Coriobacteriales; 


36 


36 


36 


16S ribosomal RNA, partial sequence 2528225 25296 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


36 


16S ribosomal RNA, partial sequence 2544276 25457 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


36 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


36 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


36 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


36 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


120 


120 


120 


36 


2519150 25206 


Coriobacterineae; 


219857363 
sequence 


gi 


219857362 
sequence 


gi 


gi| 219857358 


gi| 219857347 


219857340 
25549 


gi 


219857339 
25565 


gi 


219857336 
25611 


gi 


219857287 
25702 


gi 


219857284 
sequence 
Burk 
219857283 


gi 
gi 
219857282 


gi 


gi|219857281 


14 Slackia exigua ATCC 700122 Bacteria; 


ref |NR_024951.1 


Coriobacteriaceae; 


Slackia. 
Pseudomonas 


2520665 2522094 Pseudomonas 


ref |NR_024950.1 


Pseudomonadales; Pseudomonadaceae; 


Pseudomonas 


2522145 2523617 Pseudomonas 


ref|NR_024946.1 


Pseudomonadales; Pseudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


aceae; 
ref |NR_024935.1 


Pseudomonas. 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Acidovorax. 
NR_024928.1 


ae; 
ref 


Pseudomonas gessardii 


74 2556489 Pseudomonas gessardii 


seudomonadaceae; 
ref|NR_024927.1 


Pseudomonas. 
Pseudomonas migulae 


40 2558055 Pseudomonas migulae Bacteria; 


aceae; 
ref|NR_024924.1 


Pseudomonas. 


Pseudomonas mosselii 


68 2562680 Pseudomonas mosselii Bacteria; 


aceae; Pseudomon 
ref|NR_024918.1 


as. 
Pseudomonas jessenii 


99 2571813 Pseudomonas jessenii Bacteria; 


aceae; Pseudomon 
ref 

2575008 257651 
holderiales; 
ref|NR_024914.1 
lomonas iranensi 
; Cellulomonadac 
ref|NR_024913.1 
lomonas persica 


; Cellulomonadaceae; 


ref |NR_024912.1 


as. 
Taylorella 

2 Taylorella 

aligenaceae; Taylorella. 
Cellulomonas iranensis 

s Bacteria; 

eae; Cellulomonas. 
Cellulomonas persica 

Bacteria; 

Cellulomonas. 

Pseudomonas cedrina 


strain CFML 96-1 
Proteobacteria; 


397952 Bacteria_16S 
strain CIP 104664 
Proteobacteria; Gammaproteobacteria; Pseudomo 


Bacteria; 


397952 Bacteria_16S 
strain CIP 104883 
Proteobacteria; Gammaproteobacteria; Pseudomo 


Bacteria; 


397952 Bacteria_16S 
strain CFML 96-170 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 


Bacteria; 


397952 Bacteria_16S 
strain CIP 105273 


Proteobacteria; 


397952 Bacteria_16S 
strain CIP 105460 16S ribosomal RNA, 


98 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
2581355 2581390 1 36 gi 
16S ribosomal RNA, complete sequence 


2582925 2582960 1 36 gi 
16S ribosomal RNA, partial sequence 


2584494 2584529 1 36 gi 


2595332 2595367 1 36 gi 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 


20 2580935 Pseudomonas cedrina Bacteria; 
aceae; Pseudomonas. 

ref|NR_024911.1| Pseudomonas rhodesiae 
86 2582507 Pseudomonas rhodesiae 
seudomonadaceae; Pseudomonas. 
ref|NR_024910.1| Pseudomonas monteilii 
58 2584074 Pseudomonas monteilii 
seudomonadaceae; Pseudomonas. 
ref|NR_024909.1| Pseudomonas orientalis 
25 2585640 Pseudomonas orientalis 
seudomonadaceae; Pseudomonas. 
ref|NR_024902.1| Pseudomonas mandelii 
61 2596478 Pseudomonas mandelii Bacteria; 
aceae; Pseudomonas. 


2596898 2596933 1 36 gi 
complete sequence 


219857270 
25965 


ref|NR_024901.1| Pseudomonas libanensis 
29 2598044 Pseudomonas libanensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


397952 Bacteria_16S 2609255 2609290 85 120 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

397952 Bacteria_16S 2610826 2610861 85 120 gi|219857258|ref|NR_024889.1| Prauserella rugosa 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 2611891 Prauserella rugosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
397952 Bacteria_16S 2624630 2624665 1 36 gi|219857248|ref|NR_024878.1| Rhodanobacter 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Rhodanobacter. 

397952 Bacteria_16S 2646169 2646204 85 120 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
397952 Bacteria_16S 2649174 2649209 85 120 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

397952 Bacteria_16S 2650677 2650712 85 120 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
6a3 16S ribosomal RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

397952 Bacteria_16S 2652208 2652243 85 120 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

397952 Bacteria_16S 2674677 2674712 85 120 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

397952 Bacteria_16S 2689553 2689580 9 36 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

397952 Bacteria_16S 2718002 2718037 1 36 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

397952 Bacteria_16S 2743607 2743642 1 36 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

397952 Bacteria_16S 2758448 2758479 3 34 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

397952 Bacteria_16S 2772032 2772067 85 120 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 2773567 2773602 85 120 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
397952 Bacteria_16S 2775105 2775140 85 120 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
397952 Bacteria_16S 2776642 2776677 85 120 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 2814196 2814231 85 120 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
397952 Bacteria_16S 2815616 2815651 1 36 gi|219856913|ref|NR_024734.1| Pseudomonas 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 2815260 2816748 Pseudomonas 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

397952 Bacteria_16S 2830824 2830859 85 120 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 2832362 2832397 85 120 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
397952 Bacteria_16S 2835362 2835397 1 36 gi|219856900|ref|NR_024721.1| Burkholderia 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


397952 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


397952 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


397952 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


397952 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


397952 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


397952 Bacteria_16S 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


397952 Bacteria_16S 
16S ribosomal RNA, partial sequence 2901061 29025 


strain IAM 14851 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
397952 Bacteria_16S 2918359 2918394 1 36 gi|219856844|ref|NR_024663.1 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 291946 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; H 
Hydrogenophilus. 

397952 Bacteria_16S 2919887 2919922 1 36 gi| 219856843 |ref|NR_024662.1 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 292100 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
Pseudomonas. 

397952 Bacteria_16S 2922979 2923014 1 36 gi|219856841|ref|NR_024660.1 
japonensis strain 12-3 16S ribosomal RNA, partial sequence 2922617 2924080 Pseudo 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
397952 Bacteria_16S 2956119 2956154 85 120 gi| 219856819 |ref|NR_024638.1 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 295711 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Microbacteriaceae; Microbacterium. 

397952 Bacteria_16S 2957578 2957613 85 120 gi| 219856818 |ref|NR_024637.1 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 295857 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

397952 Bacteria_16S 2959038 2959073 85 120 gi| 219856817 |ref|NR_024636.1 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 296006 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

397952 Bacteria_16S 2971217 2971252 1 36 gi|219846942|ref|NR_026534.1 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 297232 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 
Pseudomonas. 

397952 Bacteria_16S 2972732 2972767 1 36 gi|219846941|ref|NR_026533.1 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 297388 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 

397952 Bacteria_16S 2974294 2974329 1 36 gi|219846940|ref|NR_026532.1 
strain PCl 16S ribosomal RNA, partial sequence 2973936 29754 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
397952 Bacteria_16S 2980470 2980505 85 120 gi|219846936|ref|NR_026528.1 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 298152 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 3044263 3044298 85 120 gi|219846892|ref|NR_026484.1 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 304530 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Rarobacteraceae; Rarobacter. 

397952 Bacteria_16S 3053357 3053392 1 36 gi| 219846886 |ref|NR_026478.1 


strain CreCitl 16 
Proteobacteria; B 


2847565 2847600 1 36 gi|219856892|ref|NR_024711.1| Delftia acidovorans 
16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

2850687 2850722 1 36 gi|219856890|ref|NR_024709.1| Pseudomonas 
n ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
ria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

2852256 2852291 1 36 gi|219856889|ref|NR_024708.1| Pseudomonas geniculata 

16S ribosomal RNA, partial sequence 2851886 2853382 Pseudomonas geniculata 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 

2853791 2853826 1 36 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 

16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

2858474 2858509 1 36 gi|219856885|ref|NR_024704.1| Pseudomonas lundensis 

16S ribosomal RNA, partial sequence 2858110 2859620 Pseudomonas lundensis 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

2867713 2867748 1 36 gi|219856879|ref|NR_024698.1| Herbaspirillum 
ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
a; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 

2901510 2901545 85 120 gi|219856855|ref|NR_024674.1| Leucobacter albus 


S ribosomal RNA, partial sequence 


etaproteobacteria; Neisseriales; Neisser 


397952 Bacteria_16S 


3065437 3065468 3 34 gi 


3052993 30544 


iaceae; 


219846878 


actinosclerus strain 1187 16S ribosomal RNA, partial sequence 


actinosclerus Bac 
Hymenobacter. 


teria; Bacteroidetes; Sphingobacteria; 


Formivibrio. 
ref |NR_026470.1 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Hydrogenophilus 

0 Hydrogenophilus 

ydrogenophilaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Microbacterium 

4 Microbacterium 

coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Streptomyces 
6 Streptomyces 
tomycineae; 


Rarobacter 
9 Rarobacter 


ccineae; 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


3065078 306652 


Hymenobacter 
2 Hymenobacter 


Sphingobacteriales; Flexibacteraceae; 


397952 Bacteria_16S 
limneticum strain 
Proteob 
397952 Bacteria_16S 


Bacteria; 


strain TAGA27 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 


strain F98.3HR69 


strain ATCC 25470 


Actinobacteria; Actinoba 
397952 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


397952 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


397952 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


397952 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


397952 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


397952 Bacteria_16S 


strain M408/89/1 


Corynebacterium. 


397952 Bacteria_16S 


lividum strain DS 
Bacteria; Proteob 


397952 Bacteria_16S 


agaricidamnosum s 
agaricidamnosum B 
Janthinobacterium 


397952 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


397952 Bacteria_16S 


strain DSM 43764 
Actinobacteria; A 
Actinomadura. 


397952 Bacteria_16S 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 32553 
osporang 


Actinobacteria; A 
Actinomadura. 


397952 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


397952 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


397952 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


397952 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


397952 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


397952 Bacteria_16S 


3074379 3074414 85 120 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3093985 3094020 85 120 gi 
ribosomal RNA, partial sequence 
3098567 3098602 85 


120 gi 


3104526 3104561 85 120 gi 
16S ribosomal RNA, partial sequence 

cteridae; Actinomycetales; Stre 
3113506 3113541 85 120 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Rhodocyclales; Rhod 
3115042 3115077 85 120 gi 
DMMZ 1710 16S ribosomal RNA, partial s 
a; Acti 


3175542 3175577 85 
n DMMZ 


120 gi 
2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3177007 3177042 1 
16S rib 
ammaproteobacteria; Pseudomonadales; P 
3196970 3197005 1 36 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


36 gi 


3201496 3201531 85 120 gi 


3221006 3221041 1 36 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3222525 3222560 1 36 gi 
train Wlr3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobac 
3236251 3236286 85 120 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3252800 3252835 85 


, 


120 gi 


ctinobacteridae; Actinomycetales; Stre 


3254298 3254333 85 120 gi 


ctinobacteridae; Actinomycetales; Stre 
3299748 3299783 1 36 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3349886 3349921 1 


36 gi 


6S ribosomal RNA, partial sequence 3349528 33510 
holderia 


etaproteobacteria; Burkholderiales; Bu 
3352949 3352984 1 36 gi 
bosomal RNA, partial sequence 


nobacteria; Actinobacteridae; Act 


219846872 
en 
ales; 

219846859 


3093562 30950 
occineae 


oc 
219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 


oc 
219846852 


pt 
219846846 


Oc 


219846845 
equence 


219846804 
sequence 


219846803 


osomal RNA, partial sequence 3176631 31781 
udomonad 


se 
219846790 
uence 


’ 


219846787 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 


219846773 
en 
riales; 
219846772 
sequence 
teria; 


219846763 
et 


e; 


219846752 


16S ribosomal RNA, partial sequence 3252379 32538 
osporang 


pt 
219846751 
pt 
219846721 
quence 
eria; 

219846684 


rk 
219846682 


3352589 33540 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 

3354584 3354619 85 120 gi|219846680|ref|NR_026272.1 
rain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 335564 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Brachybacterium. 

3357707 3357742 85 120 gi|219846678|ref|NR_026270.1 
ain DSM 9573 16S ribosomal RNA, partial sequence 3357257 335877 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Brachybacterium. 

3359271 3359306 85 120 gi| 219846677 |ref|NR_026269.1 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 


ce 30739 
Rhod 


occineae 


31040 
omycinea 


31130 


yclaceae 


inomycet 


Actinomyc 


Sphingomonad 


bacterin 


ce 32206 
Ox 


Bur 


e sequen 
Actinomycet 


Thio 


ref|NR_026464.1 


ocyc 
ref 


laceae; 
NR_026451.1 
; Micrococcaceae 
ref|NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref|NR_026444.1 
98 3105578 Strept 
e; Streptomycet 
ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref |NR_026437.1 

3114620 311608 
ales; Micrococci 


’ 


NR_026396.1 
175122 317658 
etales; Coryneba 


ref 


w 


ref|NR_026395.1 


acea 
ref 


e; Pseudomon 
NR_026382.1 
196654 319807 
ales; Sphing 


Ww 


ref |NR_026379.1 


eae; Corynebacte 
ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref|NR_026364.1 
3222170 322363 
kholderiales; Ox 


ref|NR_026355.1 
ce 3235806 323732 
ales; Strept 


ref|NR_026344.1 


ineae; Thermomon 


ref |NR_026343.1 


ineae; Thermomon 
NR_026313.1 
3299393 330087 
hales; Pisci 


ref |NR_026276.1 


ceae; Paucimona 
ref 


NR_026274.1 


12 3075441 Ferrib 
Ferr 


a 


Ferribacterium 
acterium limneticum 
ibacterium. 

Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 


Streptomyces lydicus 

omyces lydicus Bacteria; 

ceae; Streptomyces. 
Azoarcus anaerobius 

us anaerobius Bacteria; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Corynebacterium 
0 Corynebacterium 


cterineae; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Sandaracinobacter 

0 Sandaracinobacter 

omonadaceae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Streptomyces 
0 Streptomyces 


omycineae; 


Actinomadura kijaniata 


26 Actinomadura kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


21 Actinomadura madurae Bacteria; 


osporaceae; 
Methylophaga 
9 Methylophaga 


rickettsiaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
s. 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Ss. 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Brachybacterium 
0 Brachybacterium 
occineae; 


3358821 336033 


Brachybacterium 
2 Brachybacterium 


alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; Brachybacterium. 


397952 Bacteria_16S 3382044 3382079 1 36 gi|219846661|ref|NR_026253.1| Methylophaga 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 3383157 Methylophaga 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

397952 Bacteria_16S 3383583 3383618 1 36 gi|219846660|ref|NR_026252.1| Methylophaga marina 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methylophaga marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

397952 Bacteria_16S 3385106 3385141 1 36 gi|219846659|ref|NR_026251.1| Chromohalobacter 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

397952 Bacteria_16S 3386579 3386614 1 36 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

397952 Bacteria_16S 3394104 3394139 85 120 gi|219846649|ref|NR_026241.1| Brevibacterium iodinum 


strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 33951 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
397952 Bacteria_16S 3395613 3395648 85 120 gi|219846648|ref|NR_026240.1 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Pro: 
Promicromonospora. 

397952 Bacteria_16S 3397118 3397153 85 120 gi| 219846647 |ref|NR_026239.1 


strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
397952 Bacteria_16S 3398643 3398678 85 120 gi| 219846646 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Arthrobacter. 
397952 Bacteria_16S 3400177 3400212 85 120 gi|219846645 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
397952 Bacteria_16S 3401703 3401738 85 120 gi|219846644 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
397952 Bacteria_16S 3403243 3403278 85 120 gi| 219846643 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
397952 Bacteria_16S 3404773 3404808 85 120 gi|219846642 
histidinolovorans strain DSM 20115 16S ribosomal RNA, par 
histidinolovorans Bacteria; Actinobacteria; Actinobacteri 
Micrococcaceae; Arthrobacter. 
397952 Bacteria_16S 3406299 3406334 85 120 gi|219846641 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
397952 Bacteria_16S 3415382 3415417 85 120 gi| 219846634 
strain NCTC 25174 16S ribosomal RNA, partial sequence 34149 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet Micr 
Cellulomonas. 

397952 Bacteria_16S 3447882 3447917 85 120 gi 
subrutilus strain DSM 40445 16S ribosomal RNA, complete 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 3449449 3449484 85 120 gi 
strain NRRL 2418 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomyces. 
397952 Bacteria_16S 3454110 3454145 85 120 gi| 219846607 
strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
397952 Bacteria_16S 3455639 3455674 85 120 gi|219846606 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
397952 Bacteria_16S 3457168 3457203 85 120 gi|219846605 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
397952 Bacteria_16S 3458662 3458697 85 120 gi| 219846603 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequenc 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 

397952 Bacteria_16S 3460183 3460218 85 120 
nicotinovorans strain DSM 420 16S ribosomal RNA, 


dae; Act 


ales; 

219846611 
sequence 

Actinomyce 


219846610 
34490 
Stre 


ales; 


gi| 219846602 


occineae 


occineae; 


tial seq 


Actinomycet 


Cellulomonadac 
NR_026238.1 
3398202 339968 


etales; Micrococ 


ref |NR_026237.1 
13 Arthrobacter 
3; Micrococcacea 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref|NR_026199.1 


; Micrococcaceae 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


micromonosporaceae Hi 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter sulfureus 


sulfureus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter oxydans 


’ 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


v 


Arthrobacter. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


v 


ref |NR_026194.1 


Arthrobacter 


complete sequence 3459743 3461210 Arthrobacter 


nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


397952 Bacteria_ 
strain DSM 20546 


397952 Bacteria_ 


polychromogenes s 
polychromogenes B 


16S 3461703 3461738 85 120 gi 


16S 3463226 3463261 85 120 gi 


Micrococcaceae; Arthrobacter. 


397952 Bacteria_ 
strain DSM 20545 


397952 Bacteria_ 


nicotianae strain 
nicotianae Bacter 


Arthrobacter. 

397952 Bacteria_ 
crystallopoietes 
crystallopoietes 


16S 3464749 3464784 85 120 gi 


16S 3466272 3466307 85 120 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
16S 3467794 3467829 85 


120 gi 


Micrococcaceae; Arthrobacter. 


397952 Bacteria_16S 


strain DSM 20133 


Arthrobacter. 


397952 Bacteria_16S 


strain DSM 40089 


strain DSM 3133 1 


strain DSM 44070 


Bacteria; Actinob 


Thermocrispum. 


397952 Bacteria_16S 


strain DSM 20145 


testaceum strain 


testaceum Bacteri 


Microbacterium. 


397952 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 


Microbacteriaceae 


397952 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


397952 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


397952 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


397952 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


397952 Bacteria_16S 


strain NCTC 83785 


3469320 3469355 85 120 gi 


3470838 3470873 85 120 gi 


ria; Actinobacteria; Actinobacteridae; 


3484428 3484463 85 120 gi 


3485995 3486030 85 120 gi 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3487561 3487596 85 


, 


120 gi 


3490624 3490659 85 120 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3495088 3495123 85 
16S ribosomal RNA, 


, 
120 gi 
complete sequence 


3505585 3505620 85 120 gi 


3507102 3507137 85 120 gi 
DSM 20166 16S ribosomal RNA, partial s 


3508623 3508658 85 120 gi 


; Microbacterium. 


3510145 3510180 85 120 gi 
DSM 20530 16S ribosomal RNA, partial s 


3511667 3511702 85 120 gi 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


, 


3556094 3556129 1 36 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
3556185 3556220 85 120 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
3627170 3627205 1 36 gi 
16S ribosomal RNA, complete sequence 


gi 


gi 


train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


n DSM 20124 16S ribosomal RNA, partial 


Stre 


n DSM 40581 16S ribosomal RNA, partial 


acteria; Actinobacteridae; Actinomycet 


a; Actinobacteria; Actinobacteridae; Act 


in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


a; Actinobacteria; Actinobacteridae; Act 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 

219846600 
ti 
dae; 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


oc 
219846598 

sequence 

Ac 


219846597 
rt 
idae; 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 
globiformis strai 
globiformis Bacte 


oc 
219846595 
sequence 


219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
397952 Bacteria_16S 
bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 
397952 Bacteria_16S 


pt 
219846585 
sequence 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
397952 Bacteria_16S 


oc 
219846582 

sequence 

Ac 


219846579 
34946 
ales; 


219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
397952 Bacteria_16S 


oc 
219846571 
equence 


219846570 
1 


219846569 
equence 
inomycet 


219846568 
quence 


tinomyceta 


219846538 


3555718 35572 
Rhod 


ocyclaceae 
219846538 


3555718 35572 
Rhod 


ocyclaceae 
219846487 


occineae; 


al seque 
Actin 


occineae 


tinomyce 


ial sequ 
Acti 


occineae 


Actinomyc 


omycinea 


Actinomyc 


occineae 


tinomyce 


Pseu 


inomycet 


sequence 
Actinomy 


ref|NR_026193.1 
33 Arthrobacter 
3; Micrococcacea 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
Micrococcacea 


tale 


ref 
ence 
nomycetales 
ref|NR_026188.1 
48 Arthrobacter 
Micrococcacea 


etales; 
ref|NR_026178.1 
99 Streptomyces 
Streptomycet 


4870 


etales; Strepto 


ref|NR_026176.1 


; Cellulomonadac 
ref|NR_026174.1 
3490176 349169 
tales; Streptomy 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 
ref|NR_026164.1 
3; Microbacteriac 
ref|NR_026163.1 


3506673 350814 
ales; Micrococci 


v 


ref|NR_026162.1 
3508192 350966 
cetales; Microco 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


’ 


ref |NR_026160.1 
3511236 351270 
les; Micrococcin 


ref|NR_026130.1 


7 ZO 
ref 


ogloea. 
NR_026130.1 


; Zoogloea. 


Arthrobacter ramosus 


ramosus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


’ 


Arthrobacter pascens 


pascens Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Streptomyces 

3 Streptomyces 

cineae; 


Thermocrispum agreste 
crispum agreste 


seudonocardiaceae; 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 
occineae; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


eae; Microbacteriaceae; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


ref |NR_026079.1 


Neisseria gonorrhoeae 


3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


397952 Bacteria_ 
strain DSM 50071 
Bacteria; 
397952 Bacteria_ 
thermocarboxydus 
thermocarboxydus 


Streptomycetaceae 


397952 Bacteria_ 


thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 


397952 Bacteria_ 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 
397952 Bacteria_16S 
rugatobispora str 
rugatobispora Bac 
Thermomonosporace 
397952 Bacteria_16S 


strain FD 25934 1 


Actinomadura. 


397952 Bacteria_16S 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


luteofluorescens 
luteofluorescens 


Thermomonosporace 
397952 Bacteria_16S 


strain IFO 14679 


Actinomadura. 


397952 Bacteria_16S 
atramentaria stra 
atramentaria Bact 
Thermomonosporace 
397952 Bacteria_16S 
strain ROO1 16S r 
B 
397952 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
397952 Bacteria_16S 


Proteobacteria; 


strain B62 16S ri 
Proteobacteria; 


hominis strain 65 
Bacteria; 


Proteobacteria; 


strain CDC 8142 1 
Proteobacteria; 


strain N 155 16S 


Proteobacteria; B 


397952 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


397952 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


397952 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
397952 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


397952 Bacteria_16S 


eurythermus strai 


Proteob 


G 
397952 Bacteria_16S 


Proteob 
397952 Bacteria_16S 
strain C-1 16S ri 
G 
397952 Bacteria_16S 


B 
397952 Bacteria_16S 


16S 3628760 3628795 1 
16S ribosomal RNA, 


36 gi 
complete sequence 
16S 3637980 3638015 85 


120 gi 


; Streptomyces. 


16S 3639532 3639567 85 120 gi 


; Streptomyces. 
16S 3724439 3724474 85 120 gi 
rain A-184 16S ribosomal RNA, partial 


Actinomadura. 
3725899 3725934 85 


ae; 


120 gi 


Actinomadura. 
3727353 3727388 85 


ae; 


120 gi 


3728807 3728842 85 120 gi 


Actinomadura. 
3731720 3731755 85 


ae; 


120 gi 


3733180 3733215 85 120 gi 
in SF2197 16S ribosomal RNA, partial s 


Actinomadura. 

3770331 3770366 1 36 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3788434 3788469 1 36 gi 


ae; 
gi 


ia; Rickettsiales; Anaplasmataceae; Eh 
3809553 3809588 1 36 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3828035 3828070 1 36 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3835404 3835439 1 36 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3874955 3874990 1 36 gi 


etaproteobacteria; Neisseriales; Neiss 
3888951 3888986 1 36 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3890487 3890522 1 36 gi 


a; Neisseriales; Neisseriaceae; Kingel 
3892017 3892052 1 36 gi 
strain DSM 735 16S ribosomal RNA, 
Bacteria; Proteobacteria; Gammaproteo 
3919242 3919277 85 
16S ribosomal RNA, 


120 gi 
complete sequence 
Stre 
3920823 3920858 85 120 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


3922404 3922439 85 120 
n ATCC 14975 16S ribosomal RNA, 


gi 


acteria; Gammaproteobacteria; Pseudomo 
strain AT37 16S ribosomal RNA, partial 


Bacteria; Actinobacteria; Actinobacter 


rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 


cteria; Actinobacteria; Actinobacterid 


ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


6S ribosomal RNA, partial sequence 3726957 372 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


16S ribosomal RNA, partial sequence 3731323 373 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


eria; Actinobacteria; Actinobacteridae 


3769978 37714 


3788062 3789489 Ehrli 


3809177 38107 


3835060 38365 


6S ribosomal RNA, partial sequence 3874615 38761 


3888563 38900 


3890099 3891585 Kinge 


compl 


219846486 
36283 
nadales; P 
219846480 
sequence 
idae; Acti 


219846479 
rtial sequ 
acteridae; 


219846418 
sequence 
ae; Actino 


’ 


219846417 
al sequenc 
e; 


219846416 
83 
ptosporang 
219846415 
1 sequence 


idae; Acti 


219846413 
27 
ng 


ptospora 


219846412 
equence 


; Actinomy 


219846384 


rkholderia 
219846371 


rlichia. 
219846356 


seudomonad 
219846344 
38276 
cteriales; 
219846338 


Halomonad 
219846312 


eriaceae; 
219846302 


eriaceae; 
219846301 


la. 
219846300 
ete sequ 
bacteria; 

219846281 
39187 
ptomycinea 
219846280 
39203 
Stre 


ales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Neis 
ref 


Neis 
ref 
lla 
ref 
ence 


ref 


e; S 
ref 


219846279 


ref 


74 3629910 Pseud 
seud 


3637554 36390 


nomy' 


ence 
Act 


3724040 37254 
myce 


e 3725501 37269 
Actinomycet 


59 Actinomadura 
inea 


3728410 37298 
nomy' 


31 Actinomadura 
inea 


3732782 37341 
ceta 


chia 


53 3829122 Cardi 
Car 


Ocea 


87 3920316 Strep 


67 3921897 Strep 
ptomycineae; 


NR_026078.1 
° 
omonadaceae; 
NR_026072.1 
5 
cetales; Str 
NR_026071.1 

363910 


inomycetales 


NR_026009.1 
5 


tales; p 


Stre 
NR_026008.1 
0 
t 


ales; Strep 


NR_026007.1 


e; Thermomon 
NR_026006.1 
1 
sag 


cetales; St 


NR_026004.1 


e; Thermomon 
NR_026003.1 
9 
° 


les; Strept 


NR_025975.1 
; Ralstonia 
NR_025962.1 
muris Bacte 


NR_025947.1 


e; Pseudomon 
NR_025934.1 
° 
diobacteriac 
NR_025928.1 


e; Halomona 
NR_025902.1 


seria. 
NR_025892.1 


seria. 
NR_025891.1 
oralis Bacte 


NR_025890.1 
389163 
nospirillale 


NR_025871.1 
re 
treptomyceta 
NR_025870.1 
it 


Str 


Ss. 


Pseudomonas aeruginosa 

monas aeruginosa 
Pseudomonas. 
Streptomyces 

3 Streptomyces 

eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


, 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 


osporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


eptosporangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 
ceae 


Ehrlichia muris strain 
ria; Proteobacteria; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 
acea 


as. 
Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Halomonas halodurans 


33 Halomonas halodurans Bacteria; 
acea 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Kingella oralis strain 
ria; Proteobacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


NR_025869.1 


Streptomyces 


complete sequence 3921948 3923478 Streptomyces 


eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


397952 Bacteria_16S 


Streptomyces. 


3923984 3924019 85 


120 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 


neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


Streptomyces. 


gi|219846278 


complete sequence 
Actinomycetales; 


Streptomycineae; 
ref|NR_025868.1| Streptomyces 
3923529 3925059 Streptomyces 
Streptomycineae; 


397952 Bacteria_16S 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actin 
Streptomyces. 


Streptomycetaceae; 
397952 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
397952 Bacteria_16S 


3925565 3925600 85 


3927145 3927180 85 


3928726 3928761 85 


120 


219846277 
complete 


gi ref 


NR_025867.1 


Streptomyces 


sequence 3925110 3926640 Streptomyces 


omycetales; Streptomycineae; 
120 gi|219846276|ref|NR_025866.1| Streptomyces 
complete sequence 3926691 3928220 Streptomyces 


120 


strain RL-34 16S 


ribosomal RNA, 


complete sequence 


Actinomyceta 


219846275|ref 


gi 


les; 


NR_025865.1 


Streptomycineae; 


Streptomyces scabiei 


Actinobacteria; Actinobacteridae; Actinomycetales; 


397952 Bacteria_16S 


3962685 3962720 1 


36 


strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


397952 Bacteria_16S 
strain 2761 16S 


397952 Bacteria_16S 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 


397952 Bacteria_16S 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 


397952 Bacteria_16S 
strain IAM 12670 


397952 Bacteria_16S 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 


centenum Bacteria; 
Rhodospirillum. 
397952 Bacteria_16S 


strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteriales; 


Bacteroidetes; 
397952 Bacteria_16S 
daepoensis strain 


Marinobacter. 
397952 Bacteria_16S 
flavimaris strain 


Marinobacter. 
397952 Bacteria_16S 
strain ATCC 15466 


397952 Bacteria_16S 
strain JC1078 16S 


397952 Bacteria_16S 


Sphingobacteria; 


3964283 3964318 85 


3971540 3971575 1 


Proteobacteria; 
3971631 3971666 85 


Proteobacteria; 


3973041 3973076 1 


3977426 3977461 1 


3984604 3984635 3 


4018992 4019027 1 


4020538 4020573 1 


4037330 4037365 1 


4053884 4053919 85 


4055296 4055331 1 


120 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


36 


Betaproteobacteria; 


120 


Betaproteobacteria; 


36 


16S ribosomal RNA, partial sequence 3972687 39741 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae 


36 


Proteobacteria; Alphaproteobacteria; Rhodospirilla 


34 


36 


SW-156 16S ribosomal RNA, partial sequence 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; 


36 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; 


36 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 


120 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


36 


strain SS20 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


397952 Bacteria_16S 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 405944 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 


4058419 4058454 85 


Micrococcaceae; Citricoccus. 


397952 Bacteria_16S 


violaceinigra strain YIM 31327 16S ribosomal RNA, partial 
violaceinigra Bacteria; 


397952 Bacteria_16S 
strain SGT-39 16S 


397952 Bacteria_16S 


permense strain VKM Ac-2280 16S ribosomal RNA, partial 


permense Bacteria; 
Brevibacterium. 
397952 Bacteria_16S 


4059827 4059862 1 
Proteobacteria; 


4068926 4068961 1 


4112852 4112887 85 


4120405 4120440 85 


120 


36 


Betaproteobacteria; 


36 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; 


120 


Actinobacteria; Actinobacteridae; Actinomycetales; 


120 


3928271 3929800 Streptomyces 


scabiei Bacteria; 


Streptomycineae; S 
gi|219846250|ref 


NR_025840.1 


treptomycetaceae; 


Streptomyces. 
Rhodoferax fermentans 


3962329 3963785 Rhodoferax fermentans Bacteria; 


219846249 |ref 


gi 


Rhodoferax. 
NR_025839.1 


Rhodocyclus tenuis 


3963836 3965295 Rhodocyclus tenuis Bacteria; 


Rh 


gi| 219846244 |ref 


Burkholde 


gi| 219846244 |ref 


Burkholde 


gi| 219846243 |ref 


219846240|ref 


gi 


219846235|ref 


gi 


Flammeovirgaceae; 
gi|219846210|ref 


219846209 |ref 


gi 


219846198 |ref 


gi 


219846184 |ref 


gi 


4053509 4054929 Serinicoccus 


219846183 |ref 


gi 


3977072 397838 
Rhodospirillaceae; 


4018632 402012 
Alteromonadales; 


4020178 402167 
Alteromonadales; 


4037001 4038390 Thiomo 


odocyclus. 
NR_025834.1 


riales; 
NR_025834.1 


riales; 
NR_025833.1 


; Duganella. 
NR_025830.1 


les; 
NR_025825.1 


Roseivirga. 
NR_025800.1 


NR_025799.1 


NR_025788.1 


NR_025774.1 


NR_025773.1 


Brachymonas 


3971185 3972636 Brachymonas 
Comamonadaceae; 


Brachymonas. 
Brachymonas 


3971185 3972636 Brachymonas 
Comamonadaceae; 


Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Rhodospirillum 
6 Rhodospirillum 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Marinobacter 
7 Marinobacter 


Alteromonadaceae; 


Marinobacter 
2 Marinobacter 


Alteromonadaceae; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Serinicoccus marinus 


marinus Bacteria; 
Intrasporangia 


ceae; Serinicoccus. 
Halomonas koreensis 


4054980 4056378 Halomonas koreensis Bacteria; 


219846181|ref 


gi 


219846180|ref 


gi 


219846173 |ref 


gi 


Actinomycetales; 


sequence 4059499 406093 
Burkholderiales; 


NR_025771.1 


Micro 


NR_025770.1 


Oxal 
NR_025763.1 


Halomonas. 


Citricoccus 
8 Citricoccus 
coccineae; 


Duganella 

7 Duganella 
obacteraceae; Duganella. 
Aquicella lusitana 


4068567 4070048 Aquicella lusitana Bacteria; 


Aquicella. 
gi|219846142|ref|NR_025732.1| Brevibacterium 
sequence 4112427 4113885 Brevibacterium 
Micrococcineae; Brevibacteriaceae; 


219846137|ref 


gi 


NR_025727.1 


Brevibacterium celere 


strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 


397952 Bacteria_16S 4121901 4121936 1 36 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

397952 Bacteria_16S 4126509 4126544 85 120; gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
397952 Bacteria_16S 4169512 4169547 1 36 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

397952 Bacteria_16S 4190972 4191007 1 36 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

397952 Bacteria_16S 4195494 4195529 1 36 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 


ganghwensis Bacteria; 
397952 Bacteria_16S 


strain CA15-8 16S 


Proteobacteria; 


4199994 4200029 85 


120 


ribosomal RNA, partial sequence 


Gammaproteobacteria; 


gi 
41 


Oceano 
219846075 
99561 42010 


ref 


spirillales; 


31 Arthrobacter 


NR_025665.1 


Hah 


ellaceae; 


Zooshikella. 
Arthrobacter koreensis 


koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
397952 Bacteria_16S 4201477 4201512 85 120 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

397952 Bacteria_16S 4202975 4203010 85 120 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
397952 Bacteria_16S 4204523 4204558 85 120 gi|219846072|ref|NR_025662.1| Streptomyces 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequ 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Streptomycetaceae; Streptomyces. 
397952 Bacteria_16S 4218230 4218265 85 120 gi| 219846062 |ref 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Thermomonosporaceae; Actinomadura. 
397952 Bacteria_16S 179521 179555 83 117 gi| 265678943 |ref|NR_029251.1 


thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequenc 


thermophilus Bacteria; Gammaproteobacteria; Methy 


Methylococcus. 


397952 Bacteria_16S 
capsulatus strain 


Bacteria; 


Psychrobacter. 


397952 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 


Bacteria; 
sibiricum strain 
Bacteria; 
Bacteria; 
intestinalis DSM 


Collinsella. 


397952 Bacteria_16S 
DSM 13279 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; 


Collinsella. 


397952 Bacteria_16S 
DSM 15641 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; 


Cryptobacterium. 


397952 Bacteria_16S 
NS12 16S ribosoma 


Sphingobacteria; 


397952 Bacteria_16S 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 


Proteobacteria; 


194847 194881 83 117 


gi 


654990 655022 1 33 


gi 
Proteobacteria; 


813943 813973 1 3L gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 
397952 Bacteria_16S 


900390 900420 1 31 gi 
AL7 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 
397952 Bacteria_16S 
insulare strain K 


1050989 1051019 1 31 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
397952 Bacteria_16S 


1203603 1203637 86 120 


gi 
Coriobacteridae; 


1205110 1205144 86 120 


gi 
Coriobacteridae; 


1208156 1208190 86 120 


gi 
Coriobacteridae; 
1248833 1248859 3 

1 RNA, partial sequence 


Sphingobacteriales; Flexibacteraceae; 
1384999 1385031 4 36 gi 


29 gi 


265678933 
Texas 16S ribosomal RNA, partial sequence 19438 
Proteobacteria; Gammaproteobacteria; Methylococcales; 
397952 Bacteria_16S 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 
proteolyticus Bacteria; Gammaproteobacteria; 


265678503 


265678444 


265678343 


228715356 
13280 16S ribosomal RNA, partial sequence 
13280 Bacteria; Actinobacteria; Coriobacteriales; 
228715355 
1204671 
Coriobacteriales; 


228715352 
1207714 12091 
Coriobacteriales; 


219857416 
1248510 1249867 Runel 
Runella. 

228716834 


ence 


loco 


ref 


ref 


Pseudomo 


ref 
81355 
Pisciri 
ref 
90001 
Pisciri 
ref 
10506 
Mar 
ref 
12031 
Co 


ref 
12061 
Coriobac 


ref 


Coriobac 


ref 
la z 


4204078 42055 


4217823 42192 


e 179074 18052 


5 195842 Methyl 
Methylococcaceae; 
265678613 
654656 656081 


9 815058 Thioa 


3. 901506 Thioa 


31 1052062 Marino 


62 1204620 Collin 


28 Collinsella 


6 


es; 


NR_025652.1 
9 


3 


ccales; Meth 


NR_029241.1 


NR_028918.1 


nadales; Mor 


NR_028806.1 
1 
ckettsiaceae 
NR_028746.1 
1 


NR_028645.1 


inospirillum 
NR_027528.1 


riobacterine 
NR_027527.1 


terineae; Co 


NR_027524.1 
terineae; Co 


NR_025004.1 
eae Bacteria 


ref 


, 


’ 


Ss 


Ss 


r 


v 


NR_027556.1 


ae; 


5 Streptomyces 
Streptomycineae; 


Actinomadura 


1 Actinomadura 
sporangineae; 


Methylococcus 
Methylococcus 


ylococcaceae; 


Methylococcus 


ococcus capsulatus 


Methylococcus. 
Psychrobacter 
Psychrobacter 


axellaceae; 


Thioalkalimicrobium 


kalimicrobium cyclicum 


Thioalkalimicrobium. 
Thioalkalimicrobium 


kalimicrobium sibiricum 
ckettsiaceae; 


Thioalkalimicrobium. 
Marinospirillum 
pirillum insulare 


Collinsella 
ella intestinalis DSM 


Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 
riobacteriaceae; 


Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


iobacteriaceae; 


Runella zeae strain 
Bacteroidetes; 


Shewanella 


1384632 1386131 Shewanella 


denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 
397952 Bacteria_16S 
strain 75-80 16S 
Proteobacteria; 

397952 Bacteria_16S 
strain R2014 16S 


397952 Bacteria_16S 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial 
myxococcoides Bacteria; 


Sporocytophaga. 
397952 Bacteria_16S 


reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
397952 Bacteria_16S 


1659341 1659375 83 


1668546 1668580 86 


1817553 1817583 3 
Bacteroidetes; 


2055348 2055382 85 


2105617 2105643 1 


117 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


120 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


33 


Sphingobacteria; 


119 


27 


gi|219878435 


1658880 16603 


gi|219878429 


1668114 16695 


gi| 219878324 


219878154 


gi 


gi|219878116 


glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 


glaciale Bacteria; 
397952 Bacteria_16S 
aerophilum strain 
Bacteria; 
397952 Bacteria_16S 
strain KMM 3677 1 
Bacteroidetes; 
397952 Bacteria_16S 
strain KMM 3676 1 
Bacteroidetes; 
397952 Bacteria_16S 
strain KMM 3526 1 
Bacteroidetes; 
397952 Bacteria_16S 


amylolyticum strain MBIC4355 16S ribosomal RNA, partial 
amylolyticum Bacteria; 


397952 Bacteria_16S 
mesophilum strain 
mesophilum Bacteria; 
397952 Bacteria_16S 
strain CreCitl 16 
Proteobacteria; 
397952 Bacteria_16S 
glomerans strain 


Bacteroidetes; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


2468305 2468335 1 


2683652 2683678 1 


2685094 2685120 1 


2686563 2686589 1 


2811226 2811260 83 


Bacteroidetes; 
2812720 2812754 83 


Bacteroidetes; 
3053461 3053483 98 


3496632 3496666 86 


glomerans PW2 Bacteria; Actinobacteria; 


Coriobacteriaceae; 
397952 Bacteria_16S 
gingivalis strain 
gingivalis Bacteria; 
397952 Bacteria_16S 


strain LK6 16S ribosomal RNA, 


Proteobacteria; 
397952 Bacteria_16S 
strain C8ST5 16S 
Bacteroidetes; 
397952 Bacteria_16S 
libanotica strain 
libanotica Bacteria; 
Thermomonosporaceae; 
397952 Bacteria_16S 
strain BN 126 16S 


397952 Bacteria_16S 
strain KMM 6050 1 
Bacteroidetes; 
397952 Bacteria_16S 
strain KMM 6034 1 
Bacteroidetes; 
397952 Bacteria_16S 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Coriobacterium. 


3606399 3606429 3 


Bacteroidetes; 


3651763 3651789 91 


3701764 37017941 


3730262 3730296 86 


Actinocorallia. 
3940412 3940442 1 


3986077 3986107 1 


3989036 3989066 1 


3990524 3990550 1 


Flavobacteria; 


Flavobacteriales; 


31 


AL3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


ZT 


Zt 


6S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriales; 


27 


6S ribosomal RNA, partial sequence 2686201 26 
Flavobacteriales; 


117 


Flavobacteria; 


117 


120 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


120 


33 


ATCC 33624 16S ribosomal RNA, partial 
Flavobacteria; 


117 


complete sequence 
Gammaproteobacteria; Methylococcales; Methylococcaceae; Methyloca 


31 


ribosomal RNA, partial sequence 
Flavobacteriales; 


120 


IFO 14095 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


31 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 


31 


31 


27 


Flavobacteriales; 


gi|219857404 


gi|219857200 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriales; 


gi|219857199 


gi|219857198 


219857109 
sequence 


gi 


gi|219857108 


MBIC1140 16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 


gi|219846886 
3052993 30544 


gi|219846578 


DSM 20642 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


219846502 
sequence 


gi 


Flavobacteriales; 


gi|219846470 
3651286 36527 


gi|219846435 
3701387 37028 


Flavobacteriaceae; 


219846414 
sequence 


gi 


gi|219846265 
3940082 39414 


gi| 219846234 


6S ribosomal RNA, partial sequence 3985718 39871 
Flavobacteriales; 


gi| 219846232 


6S ribosomal RNA, partial sequence 3988683 39901 
Flavobacteriaceae 


gi|219846231 


KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Piboc 


Flavobacteria; 
397952 Bacteria_16S 


Flavobacteriales; 


4087298 40873241 


Flavobacteriaceae; 


27 


Pibocella. 
gi|219846161 


sequence 1817180 18186 
Sphingobacteriales; 


Actinomycetales; 


24679 


861 
Flavobacteriaceae; 


876 
Flavobacteriaceae; 


Flavobacteriales; 


Coriobacteriales; 


Actinomycetales; 


ref|NR_025574.1 


ref 


NR_025568.1 


NR_025463.1 
6 


ref 


ref |NR_025293.1 


205497 


ref|NR_025255.1 


105286 210665 


ND 


ref|NR_024992.1 


ref |NR_024828.1 
Zobellia. 
ref |NR_024827.1 
Zobellia. 
NR_024826.1 


ref 


Zobellia. 
ref |NR_024737.1 

2810779 281222 
Flavobacte 
ref |NR_024736.1 

2812273 281371 
Flavobacteri 
ref |NR_026478.1 
Formivibrio. 
ref|NR_026170.1 
3496207 349764 


ref |NR_026094.1 

3606022 360747 
Flavobacteri 
ref |NR_026062.1 
76 Methylocaldum 


ref |NR_026026.1 
64 Gelidibacter 
Gelidibacter. 
ref|NR_026005.1 

3729869 373127 
Streptosp 


ref|NR_025855.1 


ref|NR_025824.1 
Gramella. 
ref|NR_025822.1 


; Gillisia. 
ref|NR_025821.1 
ella ponti Bacte 


Cryomorphaceae; 


Shewanellaceae; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 
Grimontia. 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 
Actinomycetaceae; Actinomyces. 


Sporocytophaga 
7 Sporocytophaga 


Flexibacteraceae; 


Streptomyces 
0 2056387 Streptomyces 


Streptomycineae; 


Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Thioalkalimicrobium 


28 2469361 Thioalkalimicrobium aerophilum 
Piscirickettsiaceae; 


Thioalkalimicrobium. 
Zobellia russellii 


16 Zobellia russellii Bacteria; 
Flavobacteriaceae; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Coriobacterium 
1 Coriobacterium 


Coriobacterineae; 


Capnocytophaga 

4 Capnocytophaga 

aceae; Capnocytophaga. 
Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Gelidibacter algens 


algens Bacteria; 


Actinocorallia 
2 Actinocorallia 
orangineae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 
Afifella. 


Gramella echinicola 


55 Gramella echinicola Bacteria; 
Flavobacteriaceae; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


ref|NR_025751.1 


Maribacter ulvicola 


strain KMM 3951 16S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae; Maribacter. 


397952 Bacteria_16S 
strain KMM 3949 1 
Fl 
397952 Bacteria_16S 


Bacteroidetes; 


strain KMM 3947 1 
Bacteroidetes; 


strain KMM 3912 1 
Bacteroidetes; 


strain Y12-2 16S 
Bacteroidetes; 


strain Y10-2 16S 


Bacteroidetes; 


Bacteroidetes; Fl 


397952 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; 


hveragerdense Bac 


Thermodesulfobact 
397952 Bacteria_16S 
burtonensis strai 
burtonensis Bacte 
397952 Bacteria_16S 


subtile strain F3 


Bacteria; Actinob 
397952 Bacteria_16S 
denticolens strai 
denticolens Bacte 


Parascardovia. 


397952 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


397952 Bacteria_16S 
asymbiotica subsp. 


Enterobacteriales 


397952 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


397952 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


397952 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


397952 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


397952 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. thracen 


Enterobacteriales 


397952 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


397952 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


Fl 
397952 Bacteria_16S 
sedimenticola str 
sedimenticola Bac 
397952 Bacteria_16S 


Fl 
397952 Bacteria_16S 


Fl 
397952 Bacteria_16S 


Fl 
397952 Bacteria_16S 
strain SW49 16S r 


Cc 
397952 Bacteria_16S 
hveragerdense str 


4088789 4088815 1 27 


gi 


Flavobact 
gi 


avobacteria; Flavobacteriales; 
4090280 4090306 1 27 


avobacteria; Flavobacteriales; Flavobact 
4091776 4091802 1 27 gi 
ain KMM 3903 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; Fla 
4114290 4114320 1 31 gi 


Flavobact 
gi 


avobacteria; Flavobacteriales; 
4225788 4225818 1 31 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
4227260 4227290 1 31 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


Flavobact 
gi 


Flavobact 


6S ribosomal RNA, partial sequence 4088431 40 
eriac 
219846159 
913 
eae; 


6S ribosomal RNA, partial sequence 4089922 40 
eriac 
219846158 
seque 
vobac 
219846141 
6S ribosomal RNA, partial sequence 4113936 41153 


4228732 4228762 1 31 
ibosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
33809 33834 11 36 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; 
89404 89429 11 36 


gi 


gi 


teria; 
erium. 
263576 263601 1 26 gi 
n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; 
335217 335238 99 120 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; 
336783 336804 99 


Thermodesulfobacteria; 


120 gi 


ria; Actinobacteria; Actinobacteridae; 


338348 338369 99 120 gi 
acteria; Actinobacteridae; 


400149 400182 84 117 


gi 


Photorhabdus. 
26 


; Enterobacteriaceae; 

424858 424883 1 
RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
441901 441926 11 36 gi 
strain T16 16S ribosomal RNA, partial 


gi 


441976 441997 99 120 gi 
strain T16 16S ribosomal RNA, partial 


443390 443415 1 26 gi 
Bacteroidetes; Flavobacteria; 
516880 516913 84 117 gi 


thracensis strain 39-8 16S ribosomal 


ia; 


; Enterobacteriaceae; Photorhabdus. 


518446 518479 84 117 gi 


ammaproteobacteria; Enterobacteriales; 


397952 Bacteria_16S 


strain S-606 16S 


574865 574886 96 117 gi 
ribosomal RNA, partial sequence 


Bifidobacteriales; 


RA161 16S ribosomal RNA, partial sequence 
Bifidobacteriales; 


219846160 
898 


eae; 


33436 


Coriobacterineae; 
265679003 
ain JSP 16S ribosomal RNA, partial sequence 

Thermodesulfobacteriales; 


265678884 
sequence 
Flavobacteriales; 
265678834 
334755 336267 Bifido 
Bifidobacteriaceae 
265678833 
n B 3028 16S ribosomal RNA, partial sequence 
Bifidobacteriales; 


265678832 


33788 


265678771 
424476 425990 Formosa algae Bacteri 
Formosa. 
265678760 
sequence 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; 
265678760 
sequence 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; 
265678759 
HTCC2559 16S ribosomal RNA, partial sequence 
Flavobacterial 
265678707 
RNA, complete 
sis Bacteria; Proteobacteria; Gammaproteobacteria; 


265678706 
» kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; 


e; Photorhabdus. 
545915 545948 84 117 gi| 265678688 
16S ribosomal RNA, partial sequence 54547 


Enterobac 
265678669 
574450 575812 Psychrobacter pulmonis Bacteria; 


nce 
teriales; 


Bifidobacteriaceae 
265678788 
australis strain 9802892 16S ribosomal RNA, partial sequence 
Photorhabdus asymbiotica subsp. 


ref|NR_025750.1 
Maribacter. 
ref|NR_025749.1 
Maribacter. 
ref|NR_025748.1 

4091411 409284 
ref|NR_025731.1 
Ulvibacter. 
ref|NR_025641.1 
Aequorivita. 
ref|NR_025640.1 
Aequorivita. 


ref|NR_025639.1 


ref |NR_029349.1 
34786 Atopob 
Coriobacteri 
ref|NR_029311.1 
89036 90489 
Thermode 


ref|NR_029190.1 

263191 264674 
Flavobacter 
NR_029139.1 


ref 


ref |NR_029138.1 
336318 337835 
Bifido 


ref |NR_029137.1 
6 339399 Bifido 


ref|NR_029093.1 


ref |NR_029076.1 


ref|NR_029065.1 
441527 442954 
B 


ref|NR_029065.1 
441527 442954 
B 


ref|NR_029064.1 

443005 444493 
es; Flavobacteri 
ref|NR_029012.1 
sequence 


ref|NR_029011.1 
sequence 517982 
Enteroba 


ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 


Flavobacteriaceae; Maribacter. 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 
eriaceae; 
219846051 
4225434 42268 


Aequorivita crocea 


55 Aequorivita crocea Bacteria; 
eriaceae; 
219846050 
4226906 42283 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 
eriaceae; 
219846049 
4228378 42297 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 
Flavobacteriaceae; Aequorivita. 
265679041 


Atopobium vaginae 

ium vaginae Bacteria; 

aceae; Atopobium. 
Thermodesulfobacterium 
Thermodesulfobacterium 

sulfobacteriaceae; 


Psychroserpens 
Psychroserpens 
iaceae; Psychroserpens. 
Bifidobacterium 
bacterium subtile 
; Bifidobacterium. 
Parascardovia 
Parascardovia 
bacteriaceae; 


Bifidobacterium 

bacterium saeculare 

; Bifidobacterium. 
Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Formosa algae strain 
a; Bacteroidetes; 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Croceibacter 
Croceibacter 
aceae; Croceibacter. 
Photorhabdus 
516416 517931 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 


ref |NR_028974.1 


Psychrobacter pulmonis 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


397952 Bacteria_16S 
strain Iso-46 16S 
Proteobacteria; 
397952 Bacteria_16S 
nivimaris strain 
Bacteria; 
397952 Bacteria_16S 


586840 586861 96 


612610 612631 96 


627811 627844 84 


strain M11 16S ribosomal RNA, partial sequence 


Proteobacteria; 


397952 Bacteria_16S 655092 655113 96 


proteolyticus strain 116 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


proteolyticus Bacteria; 
Psychrobacter. 
397952 Bacteria_16S 
strain 279-56 16S 
Proteobacteria; 
cloacae complex. 
397952 Bacteria_16S 


Proteobacteria; 


662585 662618 84 


716909 716942 84 


strain B43 16S ribosomal RNA, partial sequence 


Proteobacteria; 
397952 Bacteria_16S 
strain XINach 16S 
Proteobacteria; 
397952 Bacteria_16S 
luminescens subsp. 

Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 
397952 Bacteria_16S 724721 724754 84 
luminescens subsp. 

Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 
397952 Bacteria_16S 744346 744371 1 
strain LA1 16S ribosomal RNA, 
Bacteroidetes; Flavobacteria; 
397952 Bacteria_16S 747236 


721552 721585 84 


723138 723171 84 


747257 96 


strain 9A01 16S ribosomal RNA, partial sequence 


Proteobacteria; 


397952 Bacteria_16S 748611 748632 96 


strain 4B02 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
397952 Bacteria_16S 749986 750007 96 117 gi| 265678546 |ref|NR_028850.1 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Acinetobacter. 

397952 Bacteria_16S 752736 752757 96 117 gi|265678544|ref|NR_028848.1 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
397952 Bacteria_16S 755711 755748 83 120 gi| 265678542 |ref|NR_028846.1 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 75674 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
397952 Bacteria_16S 806213 806238 11 36 gi| 265678508 |ref|NR_028811.1 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermo 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodes 
Thermodesulfobacterium. 

397952 Bacteria_16S 809328 809357 4 33 gi|265678506|ref|NR_028809.1 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudo 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 
Pseudoalteromonas. 

397952 Bacteria_16S 848916 848949 84 117 gi|265678480|ref|NR_028783.1 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; E 
Klebsiella. 

397952 Bacteria_16S 920533 920558 11 36 gi|265678431|ref|NR_028733.1 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; C 
Coriobacteriaceae; Slackia. 

397952 Bacteria_16S 989969 990002 84 117 gi|265678384|ref|NR_028686.1 
strain I-75 16S ribosomal RNA, partial sequence 989496 99101 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citro 
397952 Bacteria_16S 991540 991573 84 117 gi| 265678383 |ref|NR_028685.1 


117 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


117 


117 


Gammaproteobacteria; Enterobacteriales; 


117 


TL? 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


117 


Gammaproteobacteria; Enterobacteriales; 


117 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


LL 


laumondii strain TTO1 16S ribosomal 


gi 


586359 58785 


gi 


88/2-7 16S ribosomal RNA, partial sequence 61213 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


gi 


627341 62884 
Enterobacteriaceae; 


gi 


gi 


662137 66364 
Enterobacteriaceae; 


gi 


716437 71796 
Enterobacteriaceae; 


gi 


721087 72261 


gi 


265678661 |ref 


265678643 |ref 


265678633 |ref 


265678613|ref 


265678607 |ref 


265678570|ref 


265678567 


ref 


265678566 | ref 
RNA, partial s 


4 Psychrobacter 


0 613627 Psych 
Moraxellaceae; 


654656 656081 
Pseudomonadales; 


2 Photorhabdus 
Enterobacteriaceae; 


NR_028966.1 


NR_028948.1 


NR_028938.1 


NR_028918.1 


NR_028912.1 


NR_028875.1 


NR_028871.1 


Psychrobacter faecalis 
faecalis Bacteria; 


Psychrobacter. 


Psychrobacter 


robacter nivimaris 
Psychrobacter. 


Morganella morganii 


2 Morganella morganii Bacteria; 
Morganella. 


Psychrobacter 
Psychrobacter 


Moraxellaceae; 


Enterobacter cloacae 


7 Enterobacter cloacae Bacteria; 
Enterobacter; 


Enterobacter 


Enterobacter pyrinus 


8 Enterobacter pyrinus Bacteria; 
Enterobacter. 


Photorhabdus temperata 


temperata Bacteria; 


Photorhabdus. 
NR_028870.1| Photorhabdus 
equence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


it? 


akhurstii strain FRGO4 16S ribosomal 


gi 


265678565 | ref 
RNA, partial 


NR_028869.1 
sequence 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


26 


partial sequence 
Flavobacteriales; 


117 


117 


gi 


744001 74541 
Flavoba 


gi 


746844 74816 
Gammaproteobacteria; Pseudomonadales; M 


gi 


748219 74954 


265678550|ref 


cteriaceae; Ps 
265678548 | ref 


oraxellaceae; 
265678547 | ref 


8 Psychroflexus 


8 Acinetobacter 


3 Acinetobacter 


NR_028854.1 


ychroflexus. 
NR_028852.1 


Acinetobacte 
NR_028851.1 


Psychroflexus tropicus 
tropicus Bacteria; 


Acinetobacter gerneri 
gerneri Bacteria; 

ry 

Acinetobacter bouvetii 
bouvetii Bacteria; 

ae 

Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter baylyi 
baylyi Bacteria; 

a 

Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Slackia 
Slackia 


oriobacterineae; 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 


Citrobacter rodentium 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


397952 Bacteria_16S 1005217 1005246 4 


peptidolytica strain F12-50-Al 16S ribosomal RNA, parti 
Gammaproteobact 


peptidolytica Bacteria; 
Pseudoalteromonas. 
397952 Bacteria_16S 
japonensis strain 
Bacteria; Bacteroidetes; 
397952 Bacteria_16S 


Proteobacteria; 


1061613 1061646 84 


1072022 1072047 1 


vladivostokensis strain KMM 3516 16S ribosomal RNA, par 
vladivostokensis Bacteria; Bacteroidetes; 
Vitellibacter. 


397952 Bacteria_16S 1118778 1118811 84 
ATCC 35469 16S ribosomal 
Bacteria; Proteobacteria; 


397952 Bacteria_16S 1144574 1144607 84 


thermotolerans strain CM3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


thermotolerans Bacteria; 
Pseudomonas. 
397952 Bacteria_16S 


Proteobacteria; 


1167090 11671151 


ATCC 700755 16S ribosomal RNA, partial sequence 


Bacteria; Bacteroidetes; Flavobacteria; 
397952 Bacteria_16S 1185268 1185297 7 
ATCC 43969 16S ribosomal 
Bacteria; Proteobacteria; 
397952 Bacteria_16S 


1189801 1189830 7 


ATCC 43970 16S ribosomal RNA, partial sequence 


Bacteria; 
397952 Bacteria_16S 1289351 1289376 11 
strain VPI 0546 16S ribosomal RNA, 
Actinobacteria; Coriobacteridae; 
397952 Bacteria_16S 
str. 


1316613 1316638 11 


397952 Bacteria_16S 
thermacidophilum 


1330482 1330503 99 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


Twist 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


33 gi 


117 gi 


758 16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; 


26 gi 


Flavobacteria; 


LF gi 


11 


117 gi 


26 gi 


11 


Flavobacteriales; 


36 gi 


11 


36 gi 


11 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


36 gi 


complete sequence 1289055 12904 
Coriobacteriales; 


36 gi 


13 


120 gi 


subsp. porcinum strain P3-14 16S ribosomal RNA, 


Cori 


265678374 


265678336 


265678329 


228716249 
18333 11198 


253680760 


228719858 
66738 11681 


228716090 
84900 11863 


228715942 
89433 11908 


219846501 


228715851 


16224 13177 


219846082 


10611 


tial sequence 
Flavobacteriales; 


Flavobacteriaceae; 


obacterine 


Micr 


ref|NR_028676.1 


ref |NR_028638.1 


ref|NR_028631.1 


ref|NR_027549.1 


ref|NR_028008.1 


144133 114556 


ref|NR_027586.1 
92 Psychroflexus 
ref|NR_027546.1 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 
ref|NR_026093.1 


ae; 
ref 


NR_027540.1 


ococcineae; 
ref |NR_025672.1 
complete sequenc 


Pseudoalteromonas 


al sequence 1004861 1006308 Pseudoalteromonas 


eria; Alteromonadales; Pseudoalteromonadaceae; 


Chitinophaga 


67 1062648 Chitinophaga japonensis 
Chitinophagaceae; Chitinophaga. 


Vitellibacter 


1071687 1073086 Vitellibacter 
Flavobacteriaceae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 
Enterobacteriaceae; 


Escherichia. 
Pseudomonas 
1 Pseudomonas 


Pseudomonadales; Pseudomonadaceae; 


Psychroflexus torquis 
torquis ATCC 700755 


Psychroflexus. 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Atopobium parvulum 


02 Atopobium parvulum Bacteria; 
Coriobacteriaceae; Atopobium. 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 
Tropheryma. 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales; Bifidobacteriaceae; 
397952 Bacteria_16S 
maritimus strain 
Bacteria; 
397952 Bacteria_16S 


1422688 1422709 96 


1431900 1431925 11 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 14315 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 


397952 Bacteria_16S 1445848 1445869 96 


strain R7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


397952 Bacteria_16S 
strain SK-1T 16S 


1459217 1459250 84 


ribosomal RNA, partial sequence 


Bifidobacterium. 


117 gi 


Pi2-20 16S ribosomal RNA, partial sequence 14222 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


36 gi 


117 gi 


1445391 14468 


117 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


397952 Bacteria_16S 1469945 1469966 96 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


pacificensis Bacteria; 
Psychrobacter. 
397952 Bacteria_16S 


Proteobacteria; 


1515009 1515050 1 


septentrionale strain SDW 014 16S ribosomal RNA, partial 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 


397952 Bacteria_16S 1544018 1544043 1 


strain KMM 426 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 
397952 Bacteria_16S 
strain ATCC 29914 


1553044 1553077 84 


117 gi 


42 gi 


26 gi 


117 gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


397952 Bacteria_16S 1667022 1667055 84 


strain Albert 19982 16S ribosomal RNA, partial sequence 


117 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


397952 Bacteria_16S 1671627 1671660 84 


strain 888-76 16S ribosomal RNA, partial sequence 


117 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


397952 Bacteria_16S 1705106 1705131 11 


strain HS-5 16S ribosomal RNA, partial sequence 


36 gi 


1458766 14602 


1543657 15451 
Flavobacteriaceae 


1671187 16725 


224581443 


224581434 


224581423 


224581413 


Enterobac 
224581406 


Pseud 


219878113 
sequence 
Rhi 


219857262 


219857220 
15525 
Enterobac 
219878430 
16665 
Enterobac 
219878427 


Enterobac 


Moraxellaceae; Ps 


teriaceae; 


teriaceae; 


ref|NR_027225.1 
15 1423690 Psychr 


ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027194.1 


teriaceae; Xenor 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora 


ref|NR_025252.1 

1514694 151610 
zobiales; Phyllo 
ref |NR_024893.1 
; Arenibacter. 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref|NR_025569.1 
70 1668063 Escher 
Esche 
ref|NR_025566.1 
48 Enterobacter 
Enter 


219878404 


Psychrobacter 
obacter maritimus 
ychrobacter. 
Leptospirillum 
pirillum ferrooxidans 


Psychrobacter arenosus 
arenosus Bacteria; 

ae 

Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Psychrobacter 
0 Psychrobacter 
xellaceae; 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 


ref|NR_025543.1 


Thermoleophilum album 


1704738 1706197 Thermoleophilum album Bacteria; 


Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 


397952 Bacteria_16S 


1712666 1712691 1 


26 gi| 219878399 


gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 


gelidilacus Bacteria; 
397952 Bacteria_16S 
strain NF11 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; 


marincola strain 


submarinus strain 


scardovii strain 


Bifidobacterium. 


397952 Bacteria_16S 
LUH5832 16S ribosomal RNA, partial sequence 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
397952 Bacteria_16S 
strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
397952 Bacteria_16S 


schindleri strain 


strain DSM 4594 1 
Proteobacteria; 


strain DSM 30118 
Proteobacteria; 


strain NN0O15860 1 
Bacteroidetes; 
Flavobacteria; 


submarinus strain 
Bacteria; 


strain Pss 26 16S 
Proteobacteria; 


Bacteroidetes; 
1721970 1721991 96 


1723511 1723532 96 


1825357 1825378 96 


1826835 1826856 96 


1832901 1832922 99 


1887921 1887942 96 


1913295 1913316 96 


1988202 1988235 84 


1995837 1995866 4 


6S ribosomal RNA, partial sequence 1995493 19 
Gammaproteobacteria; Enterobacteriales; 
397952 Bacteria_16S 


1997469 1997502 84 


16S ribosomal RNA, partial sequence 1997016 19 
Gammaproteobacteria; Enterobacteriales; 
397952 Bacteria_16S 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pr 
Gammaproteobacteria; 
397952 Bacteria_16S 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pr 
Gammaproteobacteria; 
397952 Bacteria_16S 


1998921 1998950 4 


Enterobacteriales; 
1999008 1999041 84 


Enterobacteriales; 
2062822 2062847 1 


6S ribosomal RNA, partial sequence 2062466 20 
Flavobacteria; 
397952 Bacteria_16S 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Me 
Flavobacteriales; 
397952 Bacteria_16S 


2096508 2096533 1 


2102626 2102651 11 


6N 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
397952 Bacteria_16S 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
397952 Bacteria_16S 
strain YKJ-103 16S ribosomal RNA, partial sequence 


2146520 2146553 84 


2175370 2175391 96 


Flavobacteria; 


Flavobacteriales; 


117 gi| 219878393 


117 gi| 219878392 


117 gi| 219878319 


KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 
KMM 225 16S ribosomal RNA, partial sequence 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 
CCUG 13008 16S ribosomal RNA, partial 
scardovii Bacteria; Actinobacteria; Actinobacteridae; 


117 gi| 219878318 


120 219878313 


sequence 


gi 


117 gi| 219878273 


117 gi| 219878253 


117 gi| 219878203 


33 gi| 219878198 


117 gi| 219878197 


2146078 21475 


117 gi|219857616 


2174910 21764 


Flavobacteriales; 
1721510 17230 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


397952 Bacteria_16S 


strain NF23 16S ribosomal RNA, partial sequence 1723051 17245 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
397952 Bacteria_16S 


Pseudomonadales; 


Pseudomonadales; 


Bifidobacteriales; 


19128 


Enterobacteriaceae; 


969 
Enterobacteriaceae; 


985 


Proteobacteria; 


397952 Bacteria_16S 


15286 Bacteria; 
Thermodesulfatator. 
397952 Bacteria_16S 


thiodismutans Bacteria; 
Desulfonatronum. 
397952 Bacteria_16S 


2235882 2235907 11 
thiodismutans strain MLF1 16S ribosomal 
Proteobacteria; 


2261885 2261910 11 


36 gi 
NA, partial sequen 
Thermodesulfobacte 


36 gi 
RNA, partial sequ 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
2223607 2223632 11 
indicus strain CIR29812 16S ribosomal R 
Thermodesulfobacteria; 


219857583 
ce 2223220 2224715 Thermo 


riales; 


219857575 


ence 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 


hydrogeniphilum Bacteria; 


Thermodesulfobacterium. 
397952 Bacteria_16S 


sublithincola Bacteria; 
397952 Bacteria_16S 


2422907 2422932 1 
sublithincola strain QSSC9-3 16S ribosomal RNA, partial 
Flavobacteriales; 
219857387 


Bacteroidetes; 


2493775 2493800 11 


Thermodesulfobacteria; 


Deltaproteobacteria; Desulfovibrionales; 
36 gi|219857558|ref|NR_025146.1 
2261503 226299 
Thermodesulfobacteriales; Thermo 

26 gi| 219857443 |ref|NR_025031.1 
sequence 2422553 242399 


Flavobacteria; 


36 gi 


australiensis strain 109 16S ribosomal RNA, partial sequence 


ref|NR_025538.1 
1712309 171377 


ref|NR_025532.1 
00 Psychrobacter 


ref|NR_025531.1 
41 Psychrobacter 


ref|NR_025458.1 
1824887 182631 


ref|NR_025457.1 
1826365 182779 


NR_025452.1 
1832458 183383 


ref|NR_025412.1 
Morax 
ref|NR_025392.1 
Ac 


ref |NR_025342.1 


ref |NR_025337.1 


ref |NR_025336.1 


Pseudomon 
ref|NR_025205.1 
03 Psychrobacter 
Psychrobacte 
NR_025171.1 


ref 
Thermodesulfobac 


ref |NR_025163.1 
2235498 223697 


Flavobact 


Flavobacteriaceae; 


Moraxellaceae; 


Moraxellaceae; 


Flavobacterium 
7 Flavobacterium 
Flavobacterium. 
Psychrobacter luti 
luti Bacteria; 


Psychrobacter. 


Psychrobacter fozii 
fozii Bacteria; 


Psychrobacter. 


Psychrobacter 
4 Psychrobacter 
Psychrobacter. 
Psychrobacter 
2 Psychrobacter 
Psychrobacter. 
Bifidobacterium 
7 Bifidobacterium 


Bifidobacteriaceae; 


Acinetobacter 


1887472 1888937 Acinetobacter 
Pseudomonadales; e 


llaceae; Acinetobacter. 
Acinetobacter ursingii 


72 1914310 Acinetobacter ursingii 
Moraxellaceae; 


inetobacter. 
Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
Rahnella. 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


Enterobacteriaceae; Proteus. 
33 gi|219878196|ref|NR_025335.1| Pragia fontium strain 
agia fontium Bacteria; Proteobacteria; 
Enterobacteriaceae; Pragia. 
il? gi|219878196|ref|NR_025335.1| Pragia fontium strain 
agia fontium Bacteria; Proteobacteria; 
Enterobacteriaceae; Pragia. 
26 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
63937 Cellulophaga fucicola Bacteria; 
Flavobacteriaceae; Cellulophaga. 
26 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
sonia algae Bacteria; Bacteroidetes; 
Flavobacteriaceae; Mesonia. 
36 gi|219878118|ref|NR_025257.1| Desulfonauticus 
2102211 2103776 Desulfonauticus submarinus 
Desulfohalobiaceae; Desulfonauticus. 
117 gi|219857637|ref|NR_025226.1| Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 

Psychrobacter jeotgali 
jeotgali Bacteria; 

vs 

Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 


ref |NR_024975.1 
2493400 249486 


Tetrasphaera 
9 Tetrasphaera 


australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 


397952 Bacteria_16S 


2519521 2519546 11 


36 


ATCC 700122 16S ribosomal RNA, partial sequence 


Actinobacteria; Coriobacteridae; 


397952 Bacteria_16S 


2531622 2531657 1 


Coriobacteriales; 


36 


gi| 219857364 


ref|NR_024952.1| Slackia exigua strain 


2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 


Coriobacterineae; 


gi| 219857356 


Slackia. 
Cupriavidus pauculus 


Coriobacteriaceae; 


ref|NR_024944.1 


strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


397952 Bacteria_16S 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


aminophilus Bacteria; 
Desulfovibrio. 
397952 Bacteria_16S 
strain SMCC W459 
Firmicutes; 
397952 Bacteria_16S 


strain CDC 2991-81 16S ribosomal RNA, partial sequence 


Proteobacteria; 
397952 Bacteria_16S 


holothuriorum strain KMM 3524 16S ribosomal RNA, partia 
holothuriorum Bacteria; 


Salegentibacter. 
397952 Bacteria_16S 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


okhotskensis Bacteria; 
Psychrobacter. 
397952 Bacteria_16S 


troitsensis strain KMM 3674 16S ribosomal RNA, partial 
Flavobacteria; 


troitsensis Bacteria; 
397952 Bacteria_16S 
strain IFO 16238 


397952 Bacteria_16S 
strain IFO 16235 


397952 Bacteria_16S 


strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


397952 Bacteria_16S 
strain IFO 13613 


397952 Bacteria_16S 


strain JCM1234 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


397952 Bacteria_16S 


strain JCM6051 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


cloacae complex. 
397952 Bacteria_16S 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


397952 Bacteria_16S 


resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


resinovorans Bacteria; 
Pseudomonas. 
397952 Bacteria_16S 


citronellolis strain DSM 50332 16S ribosomal RNA, partial 
citronellolis Bacteria; 


Pseudomonas. 
397952 Bacteria_16S 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 30950 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Bacteria; 
397952 Bacteria_16S 
strain CE2203 16S 


397952 Bacteria_16S 
strain NR-27 16S 
Bacteroidetes; Sphingo 
397952 Bacteria_16S 


Clostridia; 


2573816 2573841 11 
Proteobacteria; 
2598485 2598510 11 


Clostridiales; 
2636873 2636906 84 


2691049 2691074 1 

Bacteroidetes; 
2715027 2715048 96 
Proteobacteria; 
2737707 2737732 1 


Bacteroidetes; 


2838409 2838446 83 


2839968 2840005 83 


2863167 2863200 84 


2928880 2928909 4 


2951655 2951688 84 


2953153 2953186 84 


2966725 2966758 84 


2971307 2971340 84 
Proteobacteria; 
2972822 2972855 84 

Proteobacteria; 


3095464 3095493 4 


3172502 3172535 84 


3218082 3218115 84 


bacteria; 
3246832 3246857 11 


36 


36 


Peptococcaceae; 


117 


26 


Flavobacteria; F 


117 


26 


120 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


120 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


117 


33 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 


117 


117 


il? 


117 


117 


Gammaproteobacteria; 


33 


117 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


117 


ribosomal RNA, partial sequence 


36 


gi| 219857285 


gi|219857269 


gi|219857233 


219857195 
1 
1 


gi 


gi|219857178 


219857162 
sequence 


gi 


Flavobacteriales; 


gi| 219856898 


gi| 219856897 


gi| 219856882 


gi| 219856837 


gi| 219856822 
2951208 29526 


gi| 219856821 
2952708 29541 


gi| 219846946 


gi|219846942 
Pseud 
219846941 


sequenc 
Pseu 


gi 


gi|219846858 


gi| 219846806 
3172065 31735 


gi|219846775 
3217640 32191 


Sphingobacteriales; Flammeovirgaceae; 


gi|219846756 


sequence 
avobacteriales; 


Pseudomonadales; 


Succinivibrionaceae; 


ref|NR_024916.1| Desulfovibrio 
2573428 2574957 Desulfovibrio 


Desulfovibrionales; Desulfovibrionaceae; 


ref|NR_024900.1| Desulfotomaculum putei 


16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 
Desulfotomaculum. 


ref|NR_024861.1| Citrobacter farmeri 


2636413 2637923 Citrobacter farmeri Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Citrobacter. 

ref|NR_024823.1| Salegentibacter 
2690706 2692117 Salegentibacter 

Flavobacteriaceae; 


ref|NR_024806.1] Psychrobacter 
2714566 2716057 Psychrobacter 
Moraxellaceae; 


ref|NR_024790.1| Arenibacter 

2737379 2738759 Arenibacter 
Flavobacteriaceae; Arenibacter. 
ref|NR_024717.1| Agromyces bracchium 
69 Agromyces bracchium Bacteria; 
Agromyces. 
ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 
Agromyces. 
ref|NR_024701.1| Pseudomonas halophila 
25 Pseudomonas halophila Bacteria; 
Pseudomonas. 
ref|NR_024656.1| Terasakiella pusilla 
56 Terasakiella pusilla Bacteria; 
e; Terasakiella. 
ref|NR_024641.1| Enterobacter gergoviae 
57 Enterobacter gergoviae Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024640.1| Enterobacter asburiae 
29 Enterobacter asburiae Bacteria; 
teriaceae; Enterobacter; Enterobacter 


ref|NR_026538.1| Dickeya paradisiaca 
69 Dickeya paradisiaca Bacteria; 
teriaceae; Dickeya. 
ref|NR_026534.1| Pseudomonas 

2970861 2972325 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref |NR_026533.1] Pseudomonas 
e 2972376 2973885 Pseudomonas 
domonadales; Pseudomonadaceae; 


ref|NR_026450.1| Ruminobacter 

79 3096617 Ruminobacter amylophilus 
Ruminobacter. 
ref|NR_026398.1| Thiorhodococcus minor 
14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 
ref|NR_026367.1| Thermonema rossianum 
04 Thermonema rossianum Bacteria; 
Thermonema. 
ref|NR_026348.1| Desulfotomaculum 


aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 


aeronauticum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Peptococcaceae; 


3246473 3247948 Desulfotomaculum 
Desulfotomaculum. 


397952 Bacteria_16S 
strain ATCC 13313 
Proteobacteria; G 
397952 Bacteria_16S 
strain ATCC 29903 
Proteobacteria; G 
397952 Bacteria_16S 
islandicus strain 
Bacteria; Nitrosp 
397952 Bacteria_16S 
radioresistens DS 
Bacteria; Proteob 
397952 Bacteria_16S 
DSM 2403 16S ribo 
Proteobacteria; G 
397952 Bacteria_16S 
strain DSM 6964 1 
Proteobacteria; G 
397952 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 
397952 Bacteria_16S 
baumannii strain 
baumannii Bacteri 
397952 Bacteria_16S 
glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae; 
397952 Bacteria_16S 
strain Milford 74 
Proteobacteria; G 
397952 Bacteria_16S 
strain DSM 50071 
Bacteria; Proteob 
397952 Bacteria_16S 
strain ATCC 15712 
Bacteria; Proteob 
397952 Bacteria_16S 
strain HK 204 16S 
Proteobacteria; G 
397952 Bacteria_16S 
strain EN 101 16S 
Proteobacteria; G 
397952 Bacteria_16S 
wasabiae strain S 
Bacteria; Proteob 
397952 Bacteria_16S 
betavasculorum st 
betavasculorum Ba 
Pectobacterium. 
397952 Bacteria_16S 
strain 1846 16S 
Proteobacteria; G 
397952 Bacteria_16S 
gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 
397952 Bacteria_16S 
salegens strain D 
salegens Bacteria; 
397952 Bacteria_16S 
strain Gl 16S rib 
Proteobacteria; G 
397952 Bacteria_16S 


eria; 


mishustinae strain KMM 6049 16S ribosomal RNA, partial 
Bacteroidetes; 


mishustinae Bacteria; 
397952 Bacteria_16S 


16S ribosomal RNA, 
acteria; Gammaproteobacteria; 


3270906 3270939 84 


3272444 3272477 84 


3287553 3287578 11 


3437258 3437279 96 


3438767 3438788 96 


3440277 3440298 96 


3441786 3441807 96 


in DSM 6962 16S ribosomal RNA, 


Proteobacteria; 


3443296 3443317 96 


DSM 30007 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria 


3496574 3496599 11 


3557698 3557730 4 


3628849 3628882 84 


3667107 3667140 84 


3668612 3668645 84 


3670119 3670152 84 


3671626 3671659 84 


3673135 3673168 84 


rain ATCC 43762 16S ribosomal 
cteria; 


Proteobacteria; 


3674640 3674673 84 


3767324 3767349 11 


3814233 3814258 1 


3913359 3913392 84 


3992019 3992044 1 


4005511 4005544 84 


117 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


117 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


36 


Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 


117 


M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 


i117 


somal RNA, partial sequence 3438312 3439771 Aci 
ammaproteobacteria; Pseudomonadales; Mor 


117 


6S ribosomal RNA, partial sequence 3439822 344 
ammaproteobacteria; Pseudomonadales; Mor 


LL? 


117 


36 


DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; 
Coriobacterium. 


Coriobacteridae 


36 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


ity 


complete sequence 


117 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


117 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


117 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


217 


R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; 


it? 


117 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


36 


SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


26 


SM 5424 16S ribosomal RNA, partial seque 


Bacteroidetes; Flavobacteria; 


117 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


26 


Flavobacteria; 


117 


Pseudomo 


complet 
Gammaproteobacte 


complete 


Pseudomo 


Enteroba 


Enteroba 


RNA, par 
Gammaproteobac 


219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846729 
ence 32871 
hermodesul 
219846618 
ence 34368 
nadales; 
219846617 
ne 
axellace 
219846616 
12 
axellace 
219846615 
e sequence 
ria; Pse 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


219846614 
sequence 
; Pseudomo 
219846578 
equence 


Coriobac 


gi 


gi 


’ 


219846537 
35572 
onaceae; 
219846486 
36283 
nadales; P 
219846459 
36666 
cteriales; 
gi|219846458 
3668184 36696 
Enterobac 
gi| 219846457 
3669690 36711 
Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


gi 


gi 


gi 


gi 


gi 


gi|219846454 
3674212 36756 
Enterobac 
219846386 
sequence 

a; Desulfo 


gi 


219846353 
nce 
Flavobacteriales 
gi|219846285 
3912908 39143 
Enterobac 
219846230 
sequence 
Flavobacteria 
gi|219846221 


gi 


gi 


chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Salinimonas. 


Morax 


udomon 


Vv 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026210.1 
03 3438261 Acinet 
ellaceae; Ac 
NR_026209.1 
cter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
adales; Mora 


ref 
toba 


ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026170.1 

3496207 349764 
teriales; Coriob 


ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 

ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026049.1 


teri 
ref 


aceae; Erwin 
NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref|NR_026046.1 
nce 367270 
erobacteriales; 
ref|NR_026045.1 
teriaceae; Panto 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


ref|NR_025944.1 

3813879 381534 
; Flavobacteriac 
ref|NR_025875.1 


teriaceae; Xenor 
ref |NR_025820.1 

3991660 399309 
les; Flavobacter 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Thermodesulfovibrio 
desulfovibrio islandicus 


Acinetobacter 
obacter radioresistens 
inetobacter. 

Acinetobacter lwoffii 

Bacteria; 

Lan 

Acinetobacter junii 
junii Bacteria; 
r. 

Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Coriobacterium 
1 Coriobacterium 
acterineae; 


Vibrio tubiashii 
tubiashii Bacteria; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Brenneria salicis 

ria salicis ATCC 15712 
eae; Brenneria. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 

acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 

Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 

Salegentibacter 

7 Salegentibacter 
iaceae; Salegentibacter. 


ref|NR_025811.1 
4005071 400647 


Salinimonas 
7 Salinimonas 


397952 Bacteria_16S 4006889 4006918 3 32 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

397952 Bacteria_16S 4013010 4013035 1 26 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

397952 Bacteria_16S 4014490 4014515 1 26 gi|219846213|ref|NR_025803.1| Winodgradskyella 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
397952 Bacteria_16S 4015969 40159941 26 gi|219846212|ref|NR_025802.1| Winogradskyella 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Winogradskyella. 

397952 Bacteria_16S 4022183 4022204 96 LL? gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

397952 Bacteria_16S 4065952 4065977 11 36 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

397952 Bacteria_16S 4093258 4093283 1 26 gi|219846157|ref|NR_025747.1| Arenibacter certesii 


strain KMM 3941 1 
Bacteroidetes; Fl 
397952 Bacteria_16S 


ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingo 
Algoriphagus. 

397952 Bacteria_16S 4234898 4234931 84 117 gi| 219846045 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 42358 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
397952 Bacteria_16S 4245404 4245437 84 117 gi| 219722938 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 42463 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
397952 Bacteria_16S 18526 18558 85 117 gi| 265679051 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 

roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingo 
Hymenobacter. 

397952 Bacteria_16S 59535 59567 85 117 gi| 265679024 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
397952 Bacteria_16S 61083 61115 85 117 gi| 265679023 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
397952 Bacteria_16S 145974 146006 1 33 gi| 265678965 


avobacteria; 


4096190 4096219 3 


Flavobacteriales; 


32 


strain FF3 16S ribosomal RNA, partial sequence 


397952 Bacteria_16S 


147466 147490 96 


120 


6S ribosomal RNA, partial sequence 4092900 40943 
Flavobacteriaceae 


gi 


145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


gi 


219846155 


265678964 


aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 


397952 Bacteria_16S 


1721-77 16S ribos 
Gammaproteobacter 


397952 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


397952 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


397952 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


397952 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


397952 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


397952 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


n Ra 333 16S ribosomal RNA, partial sequ 


ence 


ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 

167436 167468 4 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
168960 168992 4 36 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
171946 171978 4 36 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
173454 173486 4 36 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
174962 174994 4 36 gi 


36 gi 


Vibri 
gi 


gi 


ammaproteobacteria; Vibrionales; Vibri 
176448 176480 4 36 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
254667 254699 85 117 gi 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 


397952 Bacteria_16S 


292407 292439 4 36 gi 


167046 168502 Vibri 
168553 16998 
171556 17300 

Vibrionaceae; 


173054 174520 Vibri 


6S ribosomal RNA, partial sequence 174571 17599 


254252 255652 Afipi 


Actinomyc 


265678951 


265678950 


onaceae; V 
265678948 


Vv 
265678947 


ELO: 
265678946 


onaceae; V 
265678945 
e 17604 
les; Vibri 
265678892 


ipia. 


; Arenibacter. 
ref|NR_025745.1 

4095844 409726 
bacteriales; Cyc 
ref|NR_025635.1 


teri 
ref 


aceae; Klebs 
NR_024570.1 


teriaceae; Esche 
ref |NR_029359.1 

18082 $9577 
bacteriales; Fle 


ref|NR_029332.1 


aceae; Xanthomon 
ref|NR_029331.1 


aceae; Xanthomon 
ref|NR_029273.1 


aceae; 
ref |NR_029272.1 

147044 148460 
etales; Kineospo 


ref|NR_029259.1 
o mimicus Bacter 
ref |NR_029258.1 


ibri 
ref 


oO. 
NR_029256.1 


ibrio. 
ref|NR_029255.1 
o fischeri Bacte 
ref |NR_029254.1 
ibrio. 
ref |NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029200.1 
a broomeae Bacte 


265678865 


37 Arenibacter certesii Bacteria; 


Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 
Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Hymenobacter 
Hymenobacter 

xibacteraceae; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Marinovum algicola 


3 Marinovum algicola Bacteria; 
Marinovum. 


Kineococcus 
Kineococcus 
riineae; 


Vibrio mimicus strain 
ia; Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Afipia broomeae strain 
ria; Proteobacteria; 


ref |NR_029171.1 


actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 


Aggregatibacter 
292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 


397952 Bacteria_16S 
marinus strain MH 
Proteob 
397952 Bacteria_16S 
strain 941 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
397952 Bacteria_16S 


Bacteria; 


lavamentivorans s 


lavamentivorans B 


Parvibaculum. 


397952 Bacteria_16S 


strain PL7HG1 16S 


asymbiotica subsp 


Enterobacteriales 


397952 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


397952 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


397952 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


397952 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


397952 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


397952 Bacteria_16S 


luminescens subsp 


341317 341345 4 32 gi 
acteria; Gammaproteobacteria; Thiotric 
353153 353185 1 33 gi 


bosomal RNA, partial sequence 


381646 381678 1 33 gi 
train DS-1 16S ribosomal RNA, partial 


383226 383258 85 117 
ribosomal RNA, partial sequence 


gi 


400062 400094 4 36 gi 


; Enterobacteriaceae; Photorhabdus. 


415681 415713 1 33 

ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
443476 443508 85 117 gi 
HTCC2559 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; 
463261 463293 1 33 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
486182 486214 4 36 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
506347 506383 84 120 gi 
DVS 5al 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

e; Pseudonocardia. 

516793 516825 4 36 gi 
thracensis strain 39-8 16S ribosomal 


gi 


-110 16S ribosomal RNA, partial sequen 


352821 35423 


acteria; Proteobacteria; Alphaproteoba 


382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
397952 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


415329 41680 


Flav 


485792 487320 Vibri 


265678830 
ce 34093 
hales; Pis 
265678821 


microbiace 
265678800 
sequence 
cteria; Rh 
265678799 


rhizobiace 
265678788 


265678777 


les; Methy 
265678759 
equence 

obacterial 
265678742 
sequence 

ia; Rhizob 
265678727 


265678714 
quence 
Actinomyce 


265678707 
RNA, comp 


ref |NR_029135.1 
6 342344 Hydrog 
cirickettsiaceae 
ref|NR_029126.1 


ae; Rhodoplanes. 
ref|NR_029105.1 

381306 382756 
izobiales; Phyll 
ref|NR_029104.1 
Bradyrhizobi 
NR_029093.1 
1 sequence 


ae; 
ref 
rtia 


ref |NR_029082.1 
lobacteriaceae; 
ref |NR_029064.1 
443005 444493 
es; Flavobacteri 
ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref |NR_029032.1 
© ponticus Bacte 


NR_029019.1 
7359 
tale onoc 
ref 
lete 


NR_029012.1 
sequence 


Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Rhodoplanes roseus 


, 


3 Rhodoplanes roseus Bacteria; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Croceibacter 
Croceibacter 

aceae; Croceibacter. 
Ancylobacter 
Ancylobacter 

teraceae; Ancylobacter. 
Vibrio ponticus strain 

ria; Proteobacteria; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


397952 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


397952 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


397952 Bacteria_16S 


strain Mll 16S ri 
Proteobacteria; G 


397952 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


397952 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


397952 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


397952 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


397952 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


397952 Bacteria_16S 


strain DSM 30039 


Proteobacteria; G 


Photorhabdus. 
36 


Enterobacteriaceae; 
518359 518391 4 


La 
gi 


Photorhabdus. 
545828 545860 
16S ribosomal RNA, 
ammaproteobacteria; Enterobacteriales; 
627724 627756 4 36 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
638429 638461 85 117 gi 
e-pl10 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
644571 644603 4 36 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
649185 649217 1 33 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
659601 659621 97 LI? gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
662498 662530 4 36 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


e; 
4 36 gi 
partial sequence 


Mo 
gi 


689831 689863 4 36 gi 


ammaproteobacteria; Enterobacteriales; 


397952 Bacteria_16S 


warmboldiae strai 


691383 691415 4 36 gi 
n NSW 326 16S ribosomal RNA, partial 


kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


627341 62884 


644174 645732 Vibri 


659171 660617 Morax 


662137 66364 


16S ribosomal RNA, partial sequence 689459 69096 


265678706 


265678688 
54547 
Enterobac 

265678633 


Enterobac 
265678625 
ence 63798 
nadales; X 
265678621 


265678618 
e 64884 
les; Beije 
265678609 


raxella. 
265678607 


Enterobac 
265678589 


Enterobac 
265678588 


ref 
seq 
cter 


NR_029011.1 
uence 517982 
ia; Enteroba 


ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enter 
ref |NR_028938.1 


teriaceae; Morga 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028926.1 
o le 


ntus Bacteri 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028914.1 
ella canis Bacte 


ref |NR_028912.1 
7 Enterobacter 
teriaceae; Enter 


ref|NR_028894.1 


teriaceae; Citro 
ref |NR_028893.1 


sequence 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Vibrio lentus strain 
a; Proteobacteria; 


Methylocapsa 

ocapsa acidiphila 
hylocapsa. 

Moraxella canis strain 
ria; Proteobacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 


691014 692520 


Buttiauxella 


warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


397952 Bacteria_16S 709069 709101 
strain NVI 88/441 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 716822 716854 4 36 
strain B43 16S ribosomal RNA, partial sequence 


4 36 gi 
partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
397952 Bacteria_16S 721465 721497 4 36 gi 
strain XINach 16S ribosomal RNA, partial sequence 72 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
397952 Bacteria_16S 723051 723083 4 36 gi 
luminescens subsp. laumondii strain TTO1 16S ribosomal 

Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 
397952 Bacteria_16S 724634 724666 4 
luminescens subsp. 

Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 


Photorhabdus. 


36 gi 


Photorhabdus. 


Vibrionales; Vibri 


akhurstii strain FRGO4 16S ribosomal 


265678576 
70866 
onaceae; 
265678570 


716437 71796 
Enterobac 


265678567 
1087 72261 


265678566 


265678565 


Enterobac 
RNA, parti 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


RNA, part 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 


ref 


ref 


ref 
als 


ref 
ial 


8 710188 Aliiv 
Aliiv 


8 Enterobacter 
teri 


2 Photorhabdus 
teri 


NR_028881.1 
i 
ibrio. 
NR_028875.1 


aceae; Enter 
NR_028871.1 


aceae; Photo 
NR_028870.1 
equence 


NR_028869.1 
sequence 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


Photorhabdus 
724253 725774 


397952 Bacteria_16S 751362 751382 97 117 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

397952 Bacteria_16S 754154 754186 85 117 gi| 265678543 |ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
397952 Bacteria_16S 767788 767820 1 33 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

397952 Bacteria_16S 769325 769357 4 36 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

397952 Bacteria_16S 790922 790954 4 36 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

397952 Bacteria_16S 795512 795544 85 ity gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

397952 Bacteria_16S 818404 818436 4 36 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
strain 12993 16S ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

397952 Bacteria_16S 819909 819941 4 36 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 
strain 256 16S ribosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

397952 Bacteria_16S 824562 824594 1 33 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

397952 Bacteria_16S 826064 826096 1 33 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; Proteobacteria; 


Alphaproteobacter 
397952 Bacteria_16S 
subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 

397952 Bacteria_16S 835298 835330 1 33 gi 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, par 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphap 
Sphingomonadaceae; Zymomonas. 

397952 Bacteria_16S 842821 842853 1 33 

strain AMX51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
397952 Bacteria_16S 851865 851889 96 120 gi 
radiotolerans strain SRS30216 16S ribosomal RNA, partia 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 
Kineosporiaceae; Kineococcus. 

397952 Bacteria_16S 864164 864196 85 


833796 833828 1 33 gi 


gi 


117 gi 


ruestringensis strain Bl 16S ribosomal RNA, partial seq 


ruestringensis Bacteria; Bacteroidetes; Flavobacteria; 
397952 Bacteria_16S 867200 867232 85 117 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 


train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


sea. 
265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 


roteobacte 


265678484 


842468 84394 


rhizobiace 
265678478 
1 sequence 


265678469 
uence 
Flavobacte 
265678467 


strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 86827 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
397952 Bacteria_16S 870236 870268 85 117 gi 


anthomonad 
265678465 


yuanmingense strain BO71 16S ribosomal RNA, partial sequence 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Bradyrhizobium. 


ref 
hing 
ref 
nce 
ria; 
ref 


ae; 
ref 


ref 


rial 
ref 


acea 
ref 


ce 833445 83489 


851409 852783 
e; Actinomycet 


863710 865135 


v 


NR_028793.1 
6 
omonadales; 


NR_028792.1 
834947 
Sphingomona 


NR_028787.1 


Bosea. 
NR_028781.1 


ales; Kineos 


NR_028772.1 


es; Flavobac 
NR_028770.1 


e; Xanthomon 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 


dales; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Kineococcus 
Kineococcus 
poriineae; 


Muricauda 
Muricauda 
teriaceae; Muricauda. 
Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 


NR_028768.1 


Bradyrhizobium 


869838 871263 Bradyrhizobium 


397952 Bacteria_ 


strain SS-2 16S r 
Sp 


Bacteroidetes; 
397952 Bacteria_ 


strain CDC 2970-5 
Proteob 


Bacteria; 
397952 Bacteria_ 


strain 167 16S ri 
G 


Proteobacteria; 
397952 Bacteria_ 


strain I-75 16S r 
G 


Proteobacteria; 
397952 Bacteria_ 


strain DO 14784 1 
G 
397952 Bacteria_16S 


Proteobacteria; 


strain ATCC 33433 


Proteobacteria; 


Proteobacteria; 


strain Ne 11 16S 
Proteobacteria; 


Rhodopseudomonas. 


397952 Bacteria_16S 
ATCC 35469 16S ri 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
397952 Bacteria_16S 1135304 1135336 4 36 gi| 253680766 
strain YB1 16S ribosomal RNA, partial sequence 1134932 11363 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
397952 Bacteria_16S 1142952 1142984 1 33 gi| 253680761 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Pannonibacter. 

397952 Bacteria_16S 1152003 1152035 4 36 gi| 253680755 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 11530 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromona 
397952 Bacteria_16S 1153420 1153452 4 36 gi| 253680754 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; P 
397952 Bacteria_16S 1173276 1173308 1 33 gi| 228719222 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 11729 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Fl 
397952 Bacteria_16S 1198947 1198975 3 31 gi| 228715480 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 12000 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fle 
397952 Bacteria_16S 1199031 1199063 85 117 gi| 228715480 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 12000 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fle 
397952 Bacteria_16S 1257749 1257781 4 36 gi| 219856813 
strain A431 16S ribosomal RNA, partial sequence 1257400 12588 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
397952 Bacteria_16S 1305934 1305966 1 33 gi| 219846269 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Stark 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
397952 Bacteria_16S 1308921 1308953 1 33 gi| 228721488 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequ 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacte 
Hyphomicrobium. 

397952 Bacteria_16S 1310394 1310426 1 33 gi| 228721487 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 


G 
397952 Bacteria_16S 
strain GPll 16S r 
G 
397952 Bacteria_16S 
199/55 16S riboso 
Gammaproteobacter 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 
L-3 16S ribosomal 
Gammaproteobacter 
397952 Bacteria_16S 
rhenobacensis str 
rhenobacensis Bac 


bosomal RNA, partial sequence 


1118333 11198 


Ent 
ref 


erobacteriac 
NR_028014.1 


ibri 
ref|NR_028009.1 

1142608 114408 
bacterales; Rhod 


Oo. 


ref|NR_028003.1 
67 Psychromonas 
daceae; Psychrom 
ref|NR_028002.1 


hotobacterium. 
ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref |NR_027533.1 


xiba 
ref 


cteraceae; D 
NR_027533.1 


xiba 
ref 


cteraceae; D 
NR_024632.1 


ibri 
ref 
eya 


O°. 
NR_025859.1 
novella Bact 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


10 Dyadobacter fermentans DSM 


10 Dyadobacter fermentans DSM 


16S 976126 976158 85 117 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
ibosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

16S 986722 986754 4 36 gi| 265678386 |ref|NR_028688.1| Citrobacter murliniae 
9 16S ribosomal RNA, partial sequence 986336 987865 Citrobacter murliniae 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

16S 988302 988334 4 36 gi|265678385|ref|NR_028687.1| Citrobacter braakii 
bosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

16S 989882 989914 4 36 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 
ibosomal RNA, partial sequence 989496 991017 Citrobacter sedlakii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

16S 991453 991485 4 36 gi| 265678383 |ref|NR_028685.1| Citrobacter rodentium 
6S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

1003692 1003724 4 36 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 

16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

1012848 1012868 97 117 gi|265678369|ref|NR_028671.1| Moraxella caviae 
ibosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

1014344 1014364 97 117 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
mal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 

1015840 1015860 97 117 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 
ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

1017337 1017357 97 117 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 

RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 

1057021 1057053 85 117 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
ain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
teria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 

1118691 1118723 4 36 gi| 228716249 |ref|NR_027549.1| Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Psychromonas kaikoae 


kaikoae Bacteria; 


onas. 
Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Dyadobacter fermentans 
18053 
yadobacter. 
Dyadobacter fermentans 
18053 
yadobacter. 

Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Starkeya novella DSM 
eria; Proteobacteria; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


’ 


ref|NR_027610.1 


131006 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 


facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


397952 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


397952 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


397952 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


397952 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


397952 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


397952 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


397952 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


397952 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


397952 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


397952 Bacteria_16S 


strain SO2 16S ri 
Proteobacteria; A 


397952 Bacteria_16S 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


397952 Bacteria_16S 


strain SA35 16S r 
Proteobacteria; A 


397952 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


397952 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


397952 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


397952 Bacteria_16S 


strain T4 16S rib 
Proteobacteria; A 


397952 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


397952 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


397952 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


397952 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


397952 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


1311997 1312029 85 117 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


s 


1336534 1336566 1 33 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1339511 1339543 1 33 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


s 
ot 


1365275 1365307 85 117 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1377521 1377553 4 36 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


en 
le 


ce 
na 


1380445 1380477 1 33 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1390888 1390920 1 33 gi 
503 16S ribosomal RNA, partial sequenc 
; Proteobacteria; Alphaproteobacteria; 

1396993 1397025 85 117 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


ce 
le 


e 
PB 


ue 
ba 


1442698 1442730 4 36 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pasteure 
1486568 1486600 1 33 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1489722 1489758 85 120 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


J: 


bi 


al 


1492619 1492651 1 33 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1512025 1512057 4 36 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1572430 1572462 85 117 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1625816 1625840 96 120 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Arsenicicoccus. 

1628759 1628791 1 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Beije 
1654728 1654760 85 117 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1657700 1657732 4 36 gi 


gi 


ob 


st 


le 


s 
Ac 


33 gi 


ri 


an 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1666935 1666967 4 36 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671541 1671573 4 36 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1698971 1699003 4 36 gi 


E 


E 


ia; Vibrionales; Vibrionaceae; Vibrio. 


397952 Bacteria_16S 


strain OSBAC1 16S 


228721465 
eria; 
228721486 
equenc 


eobact 


228721340 


228719040 


228717562 


228717274 


228716336 


228715764 


224581426 
219857235 
1486230 14876 


219846947 


219846714 
1492298 14937 


219878127 
1511717 15130 


219857383 


219878459 


219878457 
1628419 16298 


219878438 
1654275 16557 


219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878430 
219878427 
1671187 16725 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


ref|NR_027606.1 
1311542 131304 
homonadales; Xa 


equence 


Xant 


NR_027609.1 
8 


e 


eria odobacteral 


NR_027605.1 
1339181 134062 
Rhodospirill 


equence 
eobacteria; 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027564.1 
1377167 1378635 Teredi 
es; Alteromonadales g 


ce 
S; 


13648 
Brady 


dal 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027539.1 

1396599 139803 
Rhizobiales; Met 


13801 
s; Beije 
13905 


arvularc 


nce 
cteria; 


ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; 
ref|NR_024863.1 


14423 
ales; Pa 


aceae; Rhizobium/Agrobac 
ref|NR_026539.1 
76 1490698 Coryne 


nebacterineae; C 


14892 
es; Cory 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref|NR_025266.1 


acterace 


eurellaceae; Histophilus 
ref |NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_025598.1 

1625384 162685 


tales; Micrococc 


15720 
Ss; Brady 
equence 
tinomyce 


ref|NR_025596.1 
34 Methylocella 
e; Methylocella. 
ref|NR_025577.1 


nckiacea 


thomonadacea 
ref 


°o fo 


e; Thermomon 
NR_025575.1 
rtis Bacteri 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025547.1 
© pomeroyi Bacte 


16665 
nterobac 


nterobac 


n 


e 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Nitrobacter 
acter hamburgensis X14 
trobacter. 
Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Methylocella 
ocella silvestris BL2 
hylocella. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Xanthobacter agilis 


agilis Bacteria; 


Histophilus somni 


77 Histophilus somni Bacteria; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Methylocella tundrae 


tundrae Bacteria; 


Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Vibrio fortis strain 
a; Proteobacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


1708235 1708271 81 117 gi 
ribosomal RNA, partial sequence 


219878402 
1707781 1709261 Rheinheimera baltica Bacteria; 


ref|NR_025541.1 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 


Rheinheimera baltica 


397952 Bacteria_16S 
strain 2825 16S r 
G 
397952 Bacteria_16S 


Proteobacteria; 


strain LMG 20362 
Proteobacteria; 


Proteobacteria; 


strain LMG 20546 
Proteobacteria; 


strain LMG 20536 
Proteobacteria; 
Proteobacteria; 


asaccharovorans s 


asaccharovorans B 


Chelatococcus. 


397952 Bacteria_16S 
strain HK85 16S r 
G 
397952 Bacteria_16S 
humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 
397952 Bacteria_16S 


Proteobacteria; 


aerophilus strain 
aerophilus Bacter 


397952 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


397952 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


397952 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


397952 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


397952 Bacteria_16S 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


397952 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


397952 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


397952 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


397952 Bacteria_16S 


strain S1/1-984 1 
Proteobacteria; G 


1756954 1756986 4 36 
ibosomal RNA, partial sequence 


gi|219878367 
1756574 17580 


G 
397952 Bacteria_16S 
R-3712 16S riboso: 
Gammaproteobacter 
397952 Bacteria_16S 
LMG 19999 16S rib 
G 
397952 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 


G 
397952 Bacteria_16S 
LMG 19981 16S rib 
G 
397952 Bacteria_16S 


ammaproteobacteria; Alteromonadales; P 
1776405 1776437 4 36 gi 


ammaproteobacteria; Vibrionales; Vibri 
1791513 1791545 4 36 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1900231 1900255 96 120 gi 
DSM 12362 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

e; Ornithinimicrobium. 

1905815 1905847 85 117 gi 
I/26Corl1 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; Sp 
1910309 1910345 84 120 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1934757 1934789 85 117 

ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
1939154 1939186 1 33 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


st 
se 
Ac 
eq 
hi 


ia 
e; 


gi 


Ss; 


s 
ri 


1939220 1939252 85 117 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


s 
ri 


1950046 1950082 84 120 gi 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
e; Pseudonocardia. 

1988115 1988147 4 


eq 


v 


36 gi 


ammaproteobacteria; Enterobacteriales; E 
2000455 2000487 4 36 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2005068 2005100 4 36 gi 


ct 


ammaproteobacteria; Enterobacteriales; E 


2006614 2006646 4 36 gi 


ammaproteobacteria; Enterobacteriales; E 


397952 Bacteria_16S 


2008158 2008190 4 36 gi 


sy 


on 


1874987 18764 


eurel 


219878263 


quenc 


219878259 


uence 
ngoba 


219878256 
1 sequen 
Actinomycet 


219878238 
1934336 19357 


Camp 


219878235 


equen 
a; Rh 


219878235 


equen 
a; Rh 


219878228 


uence 
Actin 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


ntero 


219878195 


20 
erial 


219878192 
6S ribosomal RNA, partial sequence 2004699 20 


ntero 


219878191 
6S ribosomal RNA, partial sequence 2006247 20 


ntero 


219878190 


chromona 
219878352 
16S ribosomal RNA, partial sequence 1776030 17774 
aceae; 
219878341 
1791138 1792572 Vibri 


tinomyce 


lac 


e 


cte 


ylo 
ce 


izo 


ce 
izo 


omy 


bac 


000 


es; 


061 
bac 


077 
bac 


Vv 


ref|NR_025506.1| Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
daceae; Psychromonas. 

ref|NR_025491.1| Vibrio hepatarius 

97 Vibrio hepatarius Bacteria; 

ibrio. 
ref |NR_025480.1 
o chagasii Bacte 


Vibrio chagasii strain 
ria; Proteobacteria; 


1792987 1793019 4 36 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
osomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1794542 1794574 4 36 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 

1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

1796027 1796059 4 36 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 
16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1797581 1797613 4 36 gi|219878337|ref|NR_025476.1| Vibrio neptunius 
16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1814552 1814584 85 117 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
osomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

1867823 1867855 1 33 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
train TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 
acteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 

1875357 1875389 4 36 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
eae; Haemophilus 
ref|NR_025402.1 

1899804 190110 
tales; Micrococc 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


ref |NR_025398.1 

1905456 190681 
riales; Flexibac 
ref |NR_025395.1 
ce 1909867 191128 
ales; Actino 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Actinomyces 
2 Actinomyces 
mycineae; 


ref|NR_025377.1| Campylobacter hominis 
49 Campylobacter hominis Bacteria; 
bacteraceae; Campylobacter. 
ref|NR_025374.1| Methylobacterium 
1938810 1940249 Methylobacterium 
biales; Methylobacteriaceae; 


ref |NR_025374.1 
1938810 194024 
biales; Methylob 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


ref|NR_025342.1] Tatumella ptyseos 

39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 

ref |NR_025334.1| Obesumbacterium 

96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 

ref |NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


ref|NR_025329.1| Buttiauxella 
2007792 2009295 Buttiauxella 


397952 Bacteria_16S 


strain S1/6-571 16S ribosomal RNA, partial sequence 2009346 20108 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


397952 Bacteria_16S 


broegbernensis strain B1616/1 16S ribosomal RNA, partial 
broegbernensis Bacteria; 


Pseudoxanthomonas. 
397952 Bacteria_16S 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; 


Stenotrophomonas. 
397952 Bacteria_16S 
strain B1953/27.1 


397952 Bacteria_16S 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


Albidovulum. 
397952 Bacteria_16S 


taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


taiwanensis Bacteria; 
Pseudoxanthomonas. 
397952 Bacteria_16S 


2009717 2009749 4 


2041384 2041416 85 
Proteobacteria; 
2042942 2042974 85 
Proteobacteria; 


2044519 2044551 85 


2152514 2152546 1 


2184403 2184435 85 


Proteobacteria; 


2220689 22207211 


36 


LL? 


it? 


Gammaproteobacteria; 


117 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


33 


117 


33 


strain 7d 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


397952 Bacteria_16S 


aminoxidans strain 14a 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
397952 Bacteria_16S 


venustensis strain ISO04 16S ribosomal RNA, partial sequence 22630 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Bacteria; 
397952 Bacteria_16S 
strain 63287 16S 


397952 Bacteria_16S 


34632 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


397952 Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


Bacteria; 
397952 Bacteria_16S 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
acidaminiphila Bacteria; 


Stenotrophomonas. 
397952 Bacteria_16S 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 23493 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
397952 Bacteria_16S 
strain ATCC49733 


397952 Bacteria_16S 


galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; 


397952 Bacteria_16S 
strain ATCC 33531 
Bacteria; 
397952 Bacteria_16S 


2222098 22221301 


2263519 2263551 83 


2299793 2299825 1 


2301327 2301359 85 


2318058 2318090 85 


2319650 2319682 85 
Proteobacteria; 


2349656 2349688 1 


2363430 2363462 4 


2392352 2392384 85 


Bacteroidetes; 


2462115 2462147 4 


2567729 2567761 85 


33 


115 


33 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


117 


117 


117 


Gammaproteobacteria; 


33 


36 


16S ribosomal RNA, partial sequence 2363042 23645 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


117 


Flavobacteria; Flavobact 


36 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


117 


strain AN1 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


397952 Bacteria_16S 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial 


granulomatis Bacteria; 
397952 Bacteria_16S 
strain HPA92 16S 


397952 Bacteria_16S 


2599891 2599923 4 


Proteobacteria; 
2601445 2601477 4 


2602999 2603031 4 


36 


Gammaproteobacteria; 


36 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


36 


strain 177 16S ribosomal RNA, partial sequence 


397952 Bacteria_16S 


2604553 2604585 4 


36 


strain P925 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 


2300928 2302353 Afipi 


gi|219878189 


gi|219878167 


gi|219878166 


219878165 
20440 


gi 


gi| 219857633 


gi|219857609 


gi|219857585 
2220358 22217 


219857584 

22217 
Xanth 
219857557 


gi 
gi 
gi| 219857530 


2299447 23008 


gi| 219857529 


gi] 219857517 


gi|]219857516 
Xan 


gi|219857494 
Hypho: 


gi] 219857485 


219857465 
sequence 


gi 


219857408 
24617 


gi 


gi|219857289 
2567339 25687 


219857268 
sequenc 
Paste 
gi|219857267 
2601060 26025 


gi 


gi|219857266 
2602614 26041 


219857265 


sequence 
Gammaproteobacteria; 


Rhodobacterales; 


Xanthomonadales; 


ref |NR_025328.1 
50 Buttiauxella 


ref|NR_025306.1 
2040918 204243 


ref|NR_025305.1 
2042490 204400 


ref |NR_025304.1 


ref |NR_025222.1 
2152193 215360 


ref|NR_025198.1 
2183928 218546 


ref|NR_025173.1 
41 Xanthobacter 


ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025118.1 


ae; Bosea. 
ref|NR_025117.1 
a birgiae Bacter 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 


ref |NR_025082.1 
microbiaceae; Hy 
ref|NR_025073.1 


eae. 
ref|NR_025053.1 

2391886 239336 
eriales; Flavoba 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024920.1 


ae; Nitrobacter. 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref |NR_024898.1 


Mannheimia. 


ref |NR_024897.1 


Mannheimia. 


ref 


gi 


Buttiauxella brennerae 


brennerae Bacteria; 
Buttiauxella. 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


Xanthomonadales; Xanthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


Xanthomonadales; Xanthomonadaceae; 


Luteimonas mephitis 


53 2045572 Luteimonas mephitis Bacteria; 
Luteimonas. 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Pseudoxanthomonas 
6 Pseudoxanthomonas 


Xanthomonadaceae; 


Xanthobacter viscosus 


viscosus Bacteria; 
Xanthobacter. 


Xanthobacter 
bacter aminoxidans 
nthobacter. 
Alcanivorax 

vorax venustensis 
e; Alcanivorax. 
Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Hyphomicrobium 


35 2350745 Hyphomicrobium sulfonivorans 


phomicrobium. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Zobellia 

8 Zobellia 

cteriaceae; Zobellia. 
Raoultella planticola 
ella planticola 

eae; Raoultella. 
Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Mannheimia 

9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


NR_024896.1 


Mannheimia glucosida 


2604168 2605671 Mannheimia glucosida Bacteria; 


397952 Bacteria_16S 
strain ATCC 51603 


2620093 2620125 4 


36 gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


397952 Bacteria_16S 
lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 

397952 Bacteria_16S 


Bacteria; 


2624721 2624753 85 


2635222 2635254 4 


117 gi 


strain RP5557 16S ribosomal RNA, parti 
Proteobacteria; 


Gammaproteob 


36 gi 


strain CDC 0876-58 16S ribosomal RNA, partial sequence 


Bacteria; 
397952 Bacteria_16S 


2636786 2636818 4 


Proteobacteria; Gammaproteobacteria; Enteroba 


36 gi 


strain CDC 2991-81 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


397952 Bacteria_16S 


succinogenes strain 130Z 16S ribosomal RNA, partial sequence 


2638366 2638398 4 


36 gi 


succinogenes Bacteria; Proteobacteria; Gammaproteobacte 


Actinobacillus. 
397952 Bacteria_16S 


strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 26425 


2641420 2641452 4 


36 gi 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


397952 Bacteria_16S 


2661107 2661139 1 


33 gi 


multivorans strain DM13 16S ribosomal RNA, partial sequ 


Bacteria; 
397952 Bacteria_16S 


strain IM1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 


397952 Bacteria_16S 


strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriales; 


Bacteroidetes; 
397952 Bacteria_16S 


strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 26861 
Flavobacteriales; 


Bacteroidetes; 
397952 Bacteria_16S 


strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 26876 
Flavobacteriales; 


Bacteroidetes; 
397952 Bacteria_16S 


strain Al-3 16S ribosomal RNA, partial sequence 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


2662490 2662522 1 


2683738 2683770 85 


2685180 2685212 85 


2686649 2686681 85 


2747994 2748018 96 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


33 gi 


117 gi 
Flavoba 
117 gi 
Flavoba 
117 gi 
Flavoba 


120 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


397952 Bacteria_16S 
strain ATCC15947 
Bacteria; 
397952 Bacteria_16S 


strain JCM1680 16S ribosomal RNA, partial sequence 


2762842 2762874 4 


2764358 2764390 4 


36 gi 


16S ribosomal RNA, partial sequence 2762542 27639 
Proteobacteria; Gammaproteobacteria; Enteroba 


36 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


397952 Bacteria_16S 


strain JCM1679 16S ribosomal RNA, partial sequence 


2765874 2765906 4 


36 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


397952 Bacteria_16S 


2850778 2850810 85 


117 gi 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partia 


hibiscicola Bacteria; 
Pseudomonas. 
397952 Bacteria_16S 


Proteobacteria; 


2852347 2852379 85 


Gammaproteobacter 


117 gi 


strain ATCC 19374 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; Gammaproteobacteria; 


397952 Bacteria_16S 
strain ATCC 33616 
Bacteria; 
397952 Bacteria_16S 


2857026 2857058 85 


2860065 2860097 85 


Xanthomo 
117 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Xanthomo 
117 gi 


carboxydohydrogena strain DSM 1083 16S ribosomal RNA, p 
carboxydohydrogena Bacteria; Proteobacteria; Alphaprote 


397952 Bacteria_16S 


strain S-1 16S ribosomal RNA, partial sequence 


2892373 2892405 4 


36 gi 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


397952 Bacteria_16S 


2906109 2906145 84 


120 gi 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


397952 Bacteria_16S 
japonensis strain 
Bacteria; 
397952 Bacteria_16S 


2923070 2923102 85 


2937974 2937998 96 


117 gi 


12-3 16S ribosomal RNA, partial seque 
Proteobacteria; Gammaproteobacteria; Xanthomo 


120 gi 


2662145 26634 


2747544 27488 


2763991 27654 


2765507 27669 


2892009 28935 


219857252 
26197 
Enterobac 
219857248 
al sequenc 
acteria; X 


219857234 
26348 
cteriales; 

219857233 
26364 
Enterobac 

219857232 


ria; Paste 


219857230 
Desulfoba 
219857216 
ence 26607 


Hypho 
219857215 


219857200 


cteriaceae 
219857199 


cteriaceae 
219857198 


cteriaceae 
219857155 


ococcineae 
219857142 


cteriales; 
219857141 


Enterobac 
219857140 


Enterobac 
219856890 
1 sequence 
ia; Pseudo 


219856889 
28518 
nadales; X 
219856886 
28565 
nadales; X 
219856884 
artial seq 
obacteria; 
219856861 


onaceae; V 
219856852 
29056 
nebacterin 
219856841 
nce 29226 
nadales; X 


ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref |NR_024843.1 


e; Methylopila. 
ref |NR_024828.1 


; Zobellia. 
ref |NR_024827.1 


; Zobellia. 
ref |NR_024826.1 


; Zobellia. 
ref |NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref|NR_024709.1 

2850317 285183 
monadales; 


ref |NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024680.1 


ibrio. 
ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 


219856831 


cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 


ref |NR_024650.1 
2937540 293900 


Kluyvera georgiana 
ra georgiana Bacteria; 


Kluyvera. 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 
Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 

monas cissicola 
Xanthomonas. 
Pseudomonas 

1 2861120 Pseudomonas 

adyrhizobiaceae. 

Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Actinoalloteichus 
7 Actinoalloteichus 


397952 Bacteria_16S 
strain JCM1235 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 
397952 Bacteria_ 
strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


397952 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


397952 Bacteria_16S 


strain K 16S ribo 


strain ORS 992 16 


antarctica strain 
antarctica Bacter 
Psychromonas. 


397952 Bacteria_16S 


methylovorum stra 


Hyphomicrobium. 


397952 Bacteria_16S 
strain LMG 471 16S ribos 
Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 


strain LMG 8678 1 


Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 
strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 
strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 
vesicatoria strain LMG 9 
vesicatoria Bacteria; Proteobacteria; 


Xanthomonas. 


397952 Bacteria_16S 
strain LMG 690 16S ribos 
Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 
strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 
strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 
strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 
strain LMG 736 16S ribos 
Proteobacteria; Gammaproteobacteria; 
397952 Bacteria_16S 


2948579 2948611 4 


2950067 2950099 4 


2951568 2951600 4 


2953066 2953098 4 


2994060 2994092 1 


3065520 3065552 85 


teria; Bacteroidetes; 


3071352 3071384 1 


3075820 3075852 1 


3116496 3116528 4 
star-1 
ia; 


3125562 3125594 1 
in DSM 
3181591 3181623 85 
3183143 3183175 85 
6S ribo 
3184695 3184727 85 


3186247 3186279 85 


3187799 3187831 85 


3189351 3189383 85 


3190903 3190935 85 


3192455 3192487 85 


3194005 3194037 85 


3195557 3195589 85 


3198451 3198483 1 


36 


Gammaproteobacteria; Enterobacteriales; 
397952 Bacteria_16S 
strain JCM1237 16S ribosomal RNA, partial sequence 


36 


Gammaproteobacteria; Enterobacteriales; 
397952 Bacteria_16S 
strain JCM1234 16S ribosomal RNA, partial sequence 


36 


Gammaproteobacteria; Enterobacteriales; Enterobac 
16S 


36 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobac 


33 


n AF3.10 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 
397952 Bacteria_16S 


117 


ain 1187 16S ribosomal RNA, partial sequence 
Sphingobacteria; Sphingoba 


33 


somal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 
397952 Bacteria_16S 


33 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
397952 Bacteria_16S 


36 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


33 


5458 16S ribosomal RNA, partial sequence 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; 


117 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


117 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; Xanthomonad 


117 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


217 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


it? 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


117 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


117 


omal RNA, partial sequence 


it? 


omal RNA, partial sequence 


117 


somal RNA, partial sequence 3193552 31950 


LL} 


omal RNA, partial sequence 


33 


gi|219856824 
2948221 29496 


gi| 219856823 
2949709 29511 
Enterobac 
gi| 219856822 
2951208 29526 
gi| 219856821 
2952708 29541 
gi|219846927 
Rhizob 


gi|219846878 


gi|219846874 
gi|219846871 
3075492 30769 


gi|219846844 


gi| 219846838 
Rhizo 


gi| 219846800 
3181138 31826 


gi|219846799 
gi|219846798 
3184240 31857 


gi|219846797 
3185792 31872 


gi|219846796 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


Xanthomonadales; Xanthomonadaceae; 


gi|219846793 
3192000 31935 


Xanthomonadales; Xanthomonadaceae; 


gi| 219846792 


Xanthomonadales; Xanthomonadaceae; 


gi|219846791 
3195102 31966 


Xanthomonadales; Xanthomonadaceae; 


gi|219846789 


Enterobacteriaceae; 


Alteromonadales; 


Xanthomonadales; 


ref|NR_024643.1 
58 Enterobacter 


ref|NR_024642.1 
57 Enterobacter 
teriaceae; 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; 
ref|NR_024640.1 
29 Enterobacter 
teriaceae; 


ref|NR_026519.1 


iales; 
ref |NR_026470.1 
cteriales; 
ref 


NR_026466.1 


e; Methylocella. 
ref|NR_026463.1 


ref |NR_026436.1 


Ww 


ref|NR_026430.1 


ref|NR_026392.1 


aceae; 
ref |NR_026391.1 


aceae; 
ref |NR_026390.1 


aceae; 
ref|NR_026389.1 


aceae; 
ref |NR_026388.1 


Ww 


ref |NR_026387.1 


aceae; 


ref|NR_026386.1 


ref|NR_026385.1 


ref|NR_026384.1 


ref 


NR_026383.1 


ref|NR_026381.1 


magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 319956 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


Magnetospirillum. 


397952 Bacteria_16S 


3227042 3227074 4 


36 


CECT 4600 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


gi|219846769 


ref|NR_026361.1 


Enterobacter; 


Enterobacter aerogenes 
aerogenes Bacteria; 


Enterobacter. 


Enterobacter amnigenus 
amnigenus Bacteria; 


Enterobacter. 


Enterobacter gergoviae 
gergoviae Bacteria; 


Enterobacter. 


Enterobacter asburiae 
asburiae Bacteria; 
Enterobacter 


Agrobacterium 


2993732 2995168 Agrobacterium 
Rhizobiaceae; 


Hymenobacter 


3065078 3066522 Hymenobacter 
Flexibacteraceae; 


Methylocella palustris 


locella palustris Bacteria; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 


Psychromonas 


116131 3117629 Psychromonas 
Psychromonadaceae; 


Hyphomicrobium 


3125234 3126653 Hyphomicrobium 
biales; Hyphomicrobiaceae; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 


187344 3188845 Xanthomonas 
Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Vibrio tapetis strain 


3226672 3228143 Vibrio tapetis Bacteria; 


397952 Bacteria_16S 


strain TagT2C 16S 


3239289 32393211 33 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


397952 Bacteria_16S 


australicum strai 
australicum Bacte 


397952 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


397952 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


397952 Bacteria_16S 


strain LMG 5743 1 
Proteobacteria; G 


397952 Bacteria_16S 


strain LMG 5047 1 
Proteobacteria; G 


397952 Bacteria_16S 


strain LMG 708 16 
Proteobacteria; G 


397952 Bacteria_16S 


strain LMG 538 16 
Proteobacteria; G 


397952 Bacteria_16S 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


397952 Bacteria_16S 


autotrophicus str 
Bacteria; Proteob 


397952 Bacteria_16S 


strain 301 16S ri 
Proteobacteria; A 


397952 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; G 


397952 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


397952 Bacteria_16S 


strain ATCC 35912 
Bacteria; Proteob 


397952 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


397952 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


397952 Bacteria_16S 


strain H152 16S r 
Proteobacteria; A 


397952 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


397952 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


397952 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


397952 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


397952 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


3263272 3263304 1 33 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3270819 3270851 4 36 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3272357 3272389 4 36 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3289097 3289129 85 117 gi 


ammaproteobacteria; Xanthomonadales; X 
3290622 3290654 85 117 gi 


ammaproteobacteria; Xanthomonadales; xX 
3292174 3292206 85 117 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3293726 3293758 85 117 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3295276 3295308 85 117 gi 
n LMG 494 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


3307478 3307510 1 33 gi 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
3308940 3308972 1 33 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
3560693 3560725 4 36 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
3563699 3563731 4 36 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3568191 3568223 4 36 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibriona 
3577225 3577257 1 33 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3604860 3604888 1 29 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; Flavobact 


Xanth 
gi 


Vibri 
gi 


3656225 3656257 1 33 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3657789 3657821 4 36 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3667020 3667052 4 36 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3668525 3668557 4 36 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3674553 3674585 4 36 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3694303 3694335 4 36 gi 


gi 


ammaproteobacteria; Pasteurellales; Pa 


397952 Bacteria_16S 
porcinus strain NM319 16S ribosomal RNA, partial sequence 


3695740 3695772 4 36 gi 


3238968 32403 


6S ribosomal RNA, partial sequence 3288642 32901 


6S ribosomal RNA, partial sequence 3290167 32916 


3291719 32932 


3293271 32947 


3308619 33100 


3560299 35617 


3563299 3564734 Vibri 


3655877 36573 


3668184 36696 


3674212 36756 


6S ribosomal RNA, partial sequence 3693916 36953 


219846761 


obacterace 
219846745 
al sequenc 
ia; Rhizob 
219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846728 


anthomonad 
219846727 


anthomonad 
219846726 


anthomonad 
219846725 


anthomonad 
219846724 
equence 

ia; Xantho: 


v 


219846716 
ence 33071 
les; Xanth 
219846715 


obacterace 
219846535 


onaceae; V 
219846533 


219846530 
35678 
les; Vibri 
219846524 
nce 35769 
les; Brady 
219846503 
sequence 

eria; Flav 


219846467 


biaceae; R 
219846466 
sequence 
ria; Alter 
219846459 
36666 
cteriales; 
219846458 


Enterobac 
219846454 


Enterobac 
219846441 


steurellac 
219846439 


ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacte 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026320.1 


acea 
ref 


e; Xanthomon 
NR_026319.1 


acea 
ref 


e; Xanthomon 
NR_026318.1 


acea 
ref 


e; Xanthomon 
NR_026317.1 


aceae; Xanthomon 
ref|NR_026316.1 

3294823 329632 
monadales; Xanth 


ref |NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref|NR_026307.1 
30 Xanthobacter 
ae; Xanthobacter 
ref|NR_026127.1 


ibri 
ref 
o ne 


oO. 
NR_026125.1 
reis Bacteri 


ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026095.1 

3604483 360597 
obacteriales; Fl 


ref|NR_026059.1 
hizobium/Agrobac 
ref|NR_026058.1 

3657404 365891 
omonadales; Shew 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026049.1 


teri 
ref 


aceae; Erwin 
NR_026045.1 


teri 
ref 


aceae; Panto 
NR_026032.1 


eae. 
ref 


Xanthobacter tagetidis 


tagetidis Bacteria; 
r. 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 

Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Xanthobacter 

bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio nereis strain 
a; Proteobacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Blastobacter 
bacter capsulatus 
astobacter. 
Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Shewanella 

0 Shewanella 

anellaceae; Shewanella. 
Brenneria salicis 

ria salicis ATCC 15712 

eae; Brenneria. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 


NR_026030.1 


3695371 3696836 Actinobacillus porcinus 


Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 


397952 Bacteria_16S 
strain S51-W 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 
397952 Bacteria_16S 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 


3795967 3795999 4 


3823461 3823493 4 


36 


36 


gi| 219846366 
3795600 37970 


gi| 219846347 


ref|NR_025957.1 


Colwellia. 


ref |NR_025938.1 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Haemophilus 


3823071 3824547 Haemophilus 


parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Haemophilus. 


397952 Bacteria_16S 


strain NCTC 3438 


3824991 3825023 4 
16S ribosomal RNA, 


3898221 3898253 1 


36 


complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; 
397952 Bacteria_16S 


33 


strain B9 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
397952 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


397952 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


strain NCIMB 1176 
Bacteria; Proteob 


salexigens strain 
Bacteria; Proteob 


lipolyticum strai 
Bacteria; Proteob 


HDS1-1 16S riboso 
Gammaproteobacter 


397952 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


397952 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


397952 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


397952 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


397952 Bacteria_16S 


strain G3-29 16S 
Proteobacteria; G 


ganghwensis strai 
ganghwensis Bacte 


397952 Bacteria_16S 


strain 34633 16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


397952 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


aquaticum strain 
Bacteria; Proteob 


strain R 16089 16 
Firmicutes; Bacil 


3911948 3911980 85 


3938957 3938989 1 


3953729 3953761 1 


3968692 3968724 1 


3970207 3970239 85 


4002411 4002443 4 


4046378 4046410 4 


4087384 4087416 85 


avobacteria; 
4090365 4090397 85 


avobacteria; 
4103603 4103635 4 
4123439 4123471 4 
eria; Proteobacteria; 


4186366 4186398 4 
ribosomal RNA, 


4195585 4195617 85 


ria; Proteobacteria; 


4222802 4222834 85 


4231803 42318351 


4239416 4239448 85 


4240875 4240907 85 


452880 452823 1 
S ribosomal RNA, 
lales; Macrococcus. 


400532 Bacteria_16S 


454479 454422 1 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


117 


ain S58 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 
397952 Bacteria_16S 
TK 0001 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteria; 


33 


complete sequence 


33 


ain W4 16S ribosomal RNA, partial sequence 39533 
acteria; Alphaproteobacteria; Rhodobacterales; R 
397952 Bacteria_16S 


33 


2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospirillales; 
397952 Bacteria_16S 
WS 68 16S ribosomal RNA, partial sequence 39698 
acteria; Alphaproteobacteria; Rhodobacterales; R 
397952 Bacteria_16S 


117 


36 


n M37 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibrionales; 
397952 Bacteria_16S 


36 
404 


117 


6S ribosomal RNA, partial sequence 4086933 40883 
Flavobacteriales; 


117 


6S ribosomal RNA, partial sequence 4089922 40913 
Flavobacteriales; 


36 
410 


36 


in Gerl. 236/81 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


36 


partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
397952 Bacteria_16S 


117 


n JC2044 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


117 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
397952 Bacteria_16S 


33 


ns strain MB2 16S ribosomal RNA, partial 
ns Bacteria; Proteobacteria; Alphaproteobacteria 


117 


GP34 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; Methy 
397952 Bacteria_16S 


117 


GR16 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; Methy 
400532 Bacteria_16S 


58 


complete sequence 452220 45376 


58 


219846346 
38245 
Pa 
gi| 219846296 
3897893 38992 


gi 


gi| 219846286 


Rhiz 
gi|219846266 
Rhizobi 


gi|219846256 


219846246 
39683 


gi 


gi|219846245 


219846223 
40020 
Vibri 

gi|219846189 
5996 4047515 Vibri 


gi 


gi|219846161 
Flavobacteriaceae 
gi|219846159 


Flavobacteriaceae 
gi|219846150 
3238 4104753 Vibri 


gi|219846134 


Paste 


gi|219846085 
4186000 41874 
gi|219846078 
Oceano 
gi|219846056 
4222451 42238 


gi| 219846047 


219846042 
42390 


gi 


219846041 
42404 


gi 


gi| 265678752 


sequence 4231451 423288 


ref |NR_025937.1 


steurellaceae; 
ref|NR_025886.1 


aceae; Ahrensia. 
ref|NR_025876.1 


obiales; 
ref|NR_025856.1 


ales; 
ref 


NR_025846.1 


hodobacteraceae 
ref|NR_025836.1 


onaceae; 
ref|NR_025779.1 


ref|NR_025751.1 
; Maribacter. 
ref|NR_025749.1 


; Maribacter. 
ref|NR_025740.1 


ref 
nce 
urellales; 


NR_025724.1 
412310 


ref|NR_025675.1 
ibrio. 
ref |NR_025668.1 
195136 419657 
spirillales; Hah 
ref |NR_025646.1 


rs 


Afipia. 
NR_025637.1 


ae; 
ref 


; Rhodobacterale 


ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref|NR_029057.1 


gi|265678751 


ref|NR_029056.1 


© ezurae Bacteria; 


o gallicus Bacteria; 


Avibacterium volantium 


98 3826078 Avibacterium volantium 
Avibacterium. 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Agromonas 


3911550 3912857 Agromonas 
Bradyrhizobiaceae; Agromonas. 


Methylobacterium 


3938625 3940031 Methylobacterium 
Methylobacteriaceae; 


Rhodovulum 


99 3954787 Rhodovulum sulfidophilum 
7 


Rhodovulum. 
Phaeospirillum fulvum 


66 3969766 Phaeospirillum fulvum 
Rhodospirillaceae; Phaeospirillum. 


ref |NR_025835.1| Rhodothalassium 

17 3971134 Rhodothalassium salexigens 
hodobacteraceae; Rhodothalassium. 
ref|NR_025813.1| Photobacterium 


46 4003543 Photobacterium lipolyticum 
Photobacterium. 


Vibrio ezurae strain 
Proteobacteria; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Vibrio gallicus strain 
Proteobacteria; 


Volucribacter 
3 4124536 Volucribacter 


Pasteurellaceae; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Zooshikella 

6 Zooshikella 
ellaceae; Zooshikella. 
Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 


Firmicutes; Bacil 


lales; Macrococcus. 


400532 Bacteria_16S 474243 474186 1 58 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

400532 Bacteria_16S 830992 830935 1 58 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

400532 Bacteria_16S 832547 832490 1 58 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

400532 Bacteria_16S 1842267 1842210 1 58 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 1911963 1911906 1 58 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

400532 Bacteria_16S 2589447 2589390 1 58 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

400532 Bacteria_16S 2592600 2592543 1 58 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

400532 Bacteria_16S 2769160 2769103 1 58 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 4221533 42214761 58 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

400532 Bacteria_16S 52154 52097 1 58 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

400532 Bacteria_16S 501953 501896 1 58 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 897524 897467 1 58 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

400532 Bacteria_16S 962543 962486 1 58 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

400532 Bacteria_16S 1752540 1752483 1 58 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 1843832 1843775 1 58 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

400532 Bacteria_16S 2591026 2590969 1 58 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

400532 Bacteria_16S 3024675 3024618 1 58 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

400532 Bacteria_16S 4224516 4224459 1 58 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

400532 Bacteria_16S 585500 585443 1 58 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 730948 730891 1 58 gi| 265678561 |ref|NR_028865.1]| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

400532 Bacteria_16S 996361 996304 1 58 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
strain B1333 16S ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

400532 Bacteria_16S 1087189 1087132 1 58 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 1315304 1315247 1 58 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 1419755 1419698 1 58 gi|224581445|ref|NR_027227.1| Bacillus infernus 


strain TH-23 16S 
Firmicutes; Bacil 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1419106 1420613 Bacillus infernus Bacteria; 


400532 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


400532 Bacteria_16S 


1510918 1510861 1 58 
GIFU 12707 16S ribosomal RNA, 
ia; Firmicutes; 


1583258 1583201 1 58 


complete 
Lactobacillales; Aeroc 


219846273 

sequence 

occaceae; 
219878489 


gi 


gi 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 15841 


Firmicutes; Bacil 


400532 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


400532 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


400532 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


400532 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


400532 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


400532 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


400532 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


400532 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


400532 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


400532 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


400532 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain JCM9731 16 


Firmicutes; Bacil 


400532 Bacteria_16S 


strain JCM9070 16 


Firmicutes; Bacil 


400532 Bacteria_16S 


strain ATCC 43959 


Bacteria; Firmicu 


400532 Bacteria_16S 


arlettae Bacteria 


lales; Planococcaceae; 


1584813 1584756 1 58 


lales; Planococcaceae; 


tes; Bacillales; Salinicoccus. 
2381833 2381776 1 58 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


Viridibacillus. 


gi|219878488 


16S ribosomal RNA, partial sequence 1584175 15856 
Viridibacillus. 


1587929 1587872 1 58 gi| 219878486 
16S ribosomal RNA, partial sequence 1587284 15887 
bacillales; Enterococcaceae; Enterococcus. 

1685382 1685325 1 58 gi|219878418 
bosomal RNA, partial sequence 1684753 16861 
lales; Bacillaceae; Bacillus. 

1688359 1688302 1 58 gi|219878415 
bosomal RNA, partial sequence 1687712 16892 
lales; Bacillaceae; Bacillus. 

1940937 1940880 1 58 gi| 219878234 
16S ribosomal RNA, partial sequence 1940300 19418 
lales; Bacillaceae; Bacillus. 

1974288 1974231 1 58 gi| 219878212 
ibosomal RNA, partial sequence 1973642 19751 
lales; Planococcaceae; Marinibacillus. 

2285166 2285109 1 58 gi| 219857542 
54 16S ribosomal RNA, partial sequence 22845 
lales; Bacillaceae; Bacillus. 

2313744 2313687 1 58 gi| 219857520 
in T8 16S ribosomal RNA, partial sequence 23131 


gi| 219857472 
2381197 23827 


2725265 27267 


ref|NR_025863.1| Abiotrophia defectiva 
1510256 1511666 Abiotrophia defectiva 

Abiotrophia. 

ref|NR_025628.1| Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


ref|NR_025627.1 
79 Viridibacillus 


Viridibacillus arvi 
arvi Bacteria; 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025557.1| Bacillus aeolius 
55 Bacillus aeolius Bacteria; 


ref|NR_025554.1| Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 


ref |NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref|NR_025130.1| Bacillus sonorensis 
30 2285939 Bacillus sonorensis Bacteria; 
ref|NR_025108.1| Salinicoccus 


25 2314583 Salinicoccus alkaliphilus 
ref|NR_025060.1| Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


lales; Bacillaceae; Bacillus. 
2551029 2550972 1 58 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
pizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
2706327 2706270 1 58 gi|219857184|ref|NR_024812.1| Exiguobacterium 
ain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
teria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
2725905 2725848 1 58 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


2869549 2869492 1 58 gi|219856878|ref|NR_024697.1| Bacillus 
s strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
2871129 2871072 1 58 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
6S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
lales; Bacillaceae; Bacillus. 
2875871 2875814 1 58 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
6S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
lales; Bacillaceae; Bacillus. 
2880583 2880526 1 58 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
lales; Bacillaceae; Bacillus. 
2882136 2882079 1 58 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
lales; Bacillaceae; Bacillus. 
2912484 2912427 1 58 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
tes; Bacillales; Staphylococcus. 
2917113 2917056 1 58 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
; Firmicutes; Bacillales; Staphylococcus. 
2983739 2983682 1 58 gi|219846934|ref|NR_026526.1| Bacillus vedderi 


400532 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


400532 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


400532 Bacteria_16S 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3245617 3245564 5 58 
osomal RNA, partial sequence 
riaceae; Listeria. 


3303120 3303063 1 58 


2983106 29845 


gi| 219846757 
3244997 32464 


gi|219846719 


83 Bacillus vedderi Bacteria; 


ref|NR_026349.1| Listeria grayi strain 
22 Listeria grayi Bacteria; Firmicutes; 


ref|NR_026311.1| Salinicoccus roseus 


strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 


Firmicutes; Bacil 


lales; Salinicoccus. 


400532 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


400532 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


3544031 35439741 
6S ribosomal RNA, 
lales; 


58 gi 
Bacillaceae; Bacillus. 
3545587 3545530 1 58 
somal RNA, complete sequence 

laceae; Bacillus. 


gi 


complete sequence 3543393 35448 


3544949 35464 


219846547 


219846546 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 


400532 Bacteria_16S 3723125 3723068 1 58 gi|219846419|ref|NR_026010.1] Bacillus 

sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 

sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 3932030 3931973 1 58 gi|219846272|ref|NR_025862.1| Granulicatella 

adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 

adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

400532 Bacteria_16S 3959930 3959873 1 58 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 

IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 

Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 4131224 41311671 58 gi|219846126|ref|NR_025716.1| Marinibacillus 

campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 

Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

400532 Bacteria_16S 959449 959391 1 58 gi| 265678405 |ref|NR_028707.1]| Bacillus 

selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 

selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 1960801 1960755 12 58 gi|219878221|ref|NR_025360.1| Vagococcus fessus 

strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

400532 Bacteria_16S 2186131 2186085 12 58 gi|219857608|ref|NR_025197.1| Carnobacterium 

viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 

Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

400532 Bacteria_16S 80647 80590 1 58 gi|265679010|ref|NR_029318.1| Listeria innocua 

strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 

Firmicutes; Bacillales; Listeriaceae; Listeria. 

400532 Bacteria_16S 219838 219781 1 58 gi|265678916|ref|NR_029224.1| Geobacillus 

kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 

kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

400532 Bacteria_16S 526261 526204 1 58 gi|265678701|ref|NR_029006.1| Anoxybacillus 

contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 

contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

400532 Bacteria_16S 532317 532260 1 58 gi|265678697|ref|NR_029002.1| Bacillus drentensis 

strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 541497 541440 1 58 gi| 265678691 |ref|NR_028996.1| Staphylococcus 

nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 

Bacteria; Firmicutes; Bacillales; Staphylococcus. 

400532 Bacteria_16S 840103 840046 1 58 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 

strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 

Bacillales; Bacillaceae; Geobacillus. 

400532 Bacteria_16S 957911 957854 1 58 gi| 265678406 |ref|NR_028708.1| Geobacillus 

caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 

caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

400532 Bacteria_16S 1019046 1018989 1 58 gi|265678365|ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

400532 Bacteria_16S 1081116 1081059 1 58 gi|265678322|ref|NR_028624.1| Bacillus funiculus 

strain NAF0O01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 1284960 1284915 13 58 gi| 219846054 |ref|NR_025644.1| Jeotgalicoccus 

psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 

psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

400532 Bacteria_16S 1286517 1286472 13 58 gi| 219846053 |ref|NR_025643.1| Jeotgalicoccus 

halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 

halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

400532 Bacteria_16S 1294120 1294063 1 58 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 

subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 

subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

400532 Bacteria_16S 1479211 1479154 1 58 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 

subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 

subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

400532 Bacteria_16S 1513787 1513730 1 58 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 

strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 


400532 Bacteria_16S 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 


1554757 1554700 1 58 gi 


219857209 
15541 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


ref |NR_024837.1| Anoxybacillus 
24 1555535 Anoxybacillus ayderensis 


400532 Bacteria_16S 1586368 15863111 58 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 1635186 1635129 1 58 gi|219878453|ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

400532 Bacteria_16S 1636648 1636591 1 58 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 1638139 1638082 1 58 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 1689931 1689874 1 58 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

400532 Bacteria_16S 1802427 18023701 58 gi|219878334|ref|NR_025473.1| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 1871092 1871035 1 58 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


strain 3S-1 16S r 
Firmicutes; Bacil 
400532 Bacteria_16S 
strain LMG 17489 
Firmicutes; Bacil 
400532 Bacteria_16S 
strain TF-9 16S r 
Firmicutes; Bacil 
400532 Bacteria_16S 


lales; 


Bacillaceae; 
1945646 1945589 1 


Bacillaceae; 
2114979 2114922 1 


Planococcaceae; 
2169468 2169411 1 


ibosomal RNA, partial sequence 
Geobacillus. 


ibosomal RNA, partial sequence 
lales; 


1870444 18719 


16S ribosomal RNA, partial sequence 1945009 19464 
lales; 


pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 


pleistocenium Bacteria; 


400532 Bacteria_16S 


subterraneus strain 34 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
400532 Bacteria_16S 
strain BD-87 16S 
Firmicutes; Bacil 
400532 Bacteria_16S 


koreense strain JGO7 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
400532 Bacteria_16S 
mcmeekinii strain 
Bacteria; Firmicutes; 
400532 Bacteria_16S 


Firmicutes; 
2312239 2312182 1 


Bacillales; 
2426222 2426165 1 


Planococcaceae; 
2444227 24441701 


Bacillales; 
2621832 2621775 1 


Bacillales; 
2697135 2697078 1 


Bacillaceae; 


Planococcaceae; 


ribosomal RNA, partial sequence 
lales; 


58 


58 gi|219878231|ref|NR_025370.1 
Bacillus. 
58 gi|219857658|ref|NR_025247.1 
2114343 21158 
Planococcus. 
58 gi|219857622|ref|NR_025211.1 
2168820 217030 
Lactobacillales; Carnobacteriaceae; Carnobact 
58 gi|219857521|ref|NR_025109.1 
2311580 2313074 Geobac 
Geobacillus. 
58 gi| 219857441 |ref|NR_025029.1 
2425586 24269 
Viridibacillus. 
58 gi|219857423|ref|NR_025011.1 
24435 
Planomicrobium. 
58 gi|219857251|ref|NR_024881.1 


S23F2 16S ribosomal RNA, partial sequence 26212 


Planococcaceae; Planomicrobium. 


gi|219857190 


voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 


voinovskiensis Bacteria; 


400532 Bacteria_16S 


MA001 16S ribosomal RNA, partial sequence 
laceae; 


Bacillales; Bacil 
400532 Bacteria_16S 
strain IFO15566 1 
Firmicutes; Bacil 
400532 Bacteria_16S 


flavithermus strain DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


flavithermus Bacteria; 
400532 Bacteria_16S 

strain m1134/97/1 
Firmicutes; 
400532 Bacteria_16S 
strain DSM 8721 1 
Firmicutes; Bacil 
400532 Bacteria_16S 
strain DSM 8720 1 
Firmicutes; Bacil 
400532 Bacteria_16S 
strain NCIMB 1493 
Firmicutes; Bacil 
400532 Bacteria_16S 


okeanokoites strain IFO 12536 16S ribosomal RNA, partia 


okeanokoites Bacteria; 
400532 Bacteria_16S 


lales; 


Lactobacillales; 


6S ribosomal RNA, 
lales; 


Firmicutes; 
2698689 2698632 1 


Bacillus. 
2872706 2872649 1 


Bacillaceae; 
2998936 2998879 1 


Firmicutes; 
3070150 3070093 1 
3539348 3539291 1 


Bacillaceae; 
3540920 3540863 1 


Bacillaceae; 
3611108 3611051 1 


Planococcaceae; 
3930486 3930429 1 


Firmicutes; 
3993748 3993691 1 


Bacillales; 


Bacillales; 


58 
2698052 


58 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


16S ribosomal RNA, partial sequence 
lales; 


strain GS5-97 16S ribosomal RNA, partial sequence 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Geobacillus. 


Bacill 


aceae; 
gi|219857189 
2699555 Bacil 


gi| 219856876 


6S ribosomal RNA, partial sequence 2872057 28735 
Bacillus. 


6S ribosomal RNA, partial sequence 3538695 35402 
lales; 


58 gi|219846924|ref|NR_026516.1 
sequence 2998293 299981 
Bacillaceae; Anoxybacillus. 
58 gi| 219846875 |ref|NR_026467.1 
3069511 3070973 Vagoco 
Vagococcus. 
58 gi|219846550|ref|NR_026142.1 
Bacillus. 
58 gi| 219846549 |ref|NR_026141.1 
complete sequence 3540266 35417 
Bacillus. 
58 gi| 219846498 |ref|NR_026090.1 
3610451 3611882 Planoc 
Planococcus. 
58 gi|219846274|ref|NR_025864.1 
1 sequence 3929851 393132 
Planococcaceae; Planomicrobium. 
58 gi|219846229|ref|NR_025819.1 


Anoxybacillus. 


NR_024818.1 
0 


NR_024817.1 
asahii Bacte 


ref |NR_024695.1 


75 Geobacillus vulcani Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Carnobacterium 
5 Carnobacterium 
erium. 
Geobacillus 
illus subterraneus 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Planomicrobium 


92 2445097 Planomicrobium koreense 


Planomicrobium 


00 2622680 Planomicrobium mcmeekinii 


Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Planomicrobium 
2 Planomicrobium 


Geobacillus tepidamans 


3993148 3994594 Geobacillus tepidamans Bacteria; 


400532 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


400532 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


400532 Bacteria_16S 


stackebrandtii st 
stackebrandtii Ba 


400532 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


400532 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


400532 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


400532 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


400532 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


400532 Bacteria_16S 


schleiferi subsp. 


subsp. urealyticu 
capitis subsp. ur 


400532 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


400532 Bacteria_16S 


strain GD521 16S 
Firmicutes; Bacil 


400532 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


400532 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


400532 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


400532 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


400532 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


400532 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


400532 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


400532 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


4042076 4042019 1 58 
ribosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1318415 1318358 1 58 gi 
coagulans strain GA 211 16S ribosomal 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1441433 14413761 58 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1630524 1630467 1 58 gi 


en 
11 


lales; Bacillaceae; Bacillus. 
1903268 19032111 58 


bosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2124082 2124025 1 58 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2125638 2125581 1 58 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2266786 2266729 1 58 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2398506 2398449 1 58 
SW28 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; Sporo 
2633998 2633941 1 58 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2712229 27121721 58 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


gi 


gi 


gi 
sequenc 


sa 


se 
co 


400532 Bacteria_16S 


219846195 
4041510 40429 


422881 42442 


1296399 12978 
228715349 
RNA, part 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
400532 Bacteria_16S 


1433051 14345 


224581427 


ce 14407 
us. 


219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


219878261 
1902626 19040 


2094597 20961 


219857652 
2123444 21249 


219857651 
2125001 21265 


219857555 
2266147 22676 


219857461 


e 23978 
rcina. 


219857236 


quence 
ccaceae; 


219857180 
2711598 27129 


2879017 2878960 1 58 gi 


219856872 


ref|NR_025785.1| Bacillus farraginis 
25 Bacillus farraginis Bacteria; 


lales; Bacillaceae; Bacillus. 

2732025 2731970 3 58 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
train M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
acteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

4043608 4043550 1 59 gi|219846191|ref|NR_025781.1| Planococcus 
rain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
cteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

39836 39779 L 58 gi| 265679037 |ref|NR_029345.1| Staphylococcus 

F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
tes; Bacillales; Staphylococcus. 

312384 312327 1 58 gi|265678852|ref|NR_029158.1| Staphylococcus 
train S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
acteria; Firmicutes; Bacillales; Staphylococcus. 

423542 423485 1 58 gi|265678772|ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


661290 661245 13 58 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
ain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 

1297031 1296974 1 58 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


ref 
ial 


NR_027521.1 
sequence 


Staphylococcus 
1317758 1319249 
Staphylococcus. 


1319957 1319900 1 58 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
s strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
ealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1321499 1321442 1 58 gi|228715346|ref|NR_027518.1| Staphylococcus 
arnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
arnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1433690 1433633 1 58 gi|224581433|ref|NR_027215.1| Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


ref|NR_027209.1| Filobacillus 
88 1442278 Filobacillus milosensis 
ref|NR_025595.1| Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


ref|NR_025400.1| Facklamia miroungae 
30 Facklamia miroungae Bacteria; 


bacillales; Aerococcaceae; Facklamia. 
1908947 1908890 1 58 gi| 219878257 |ref|NR_025396.1| Aerococcus 
in CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
eria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
2095236 2095179 1 58 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025241.1| Bacillus aquimaris 
50 Bacillus aquimaris Bacteria; 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


ref|NR_025049.1| Sporosarcina 

69 2399376 Sporosarcina aquimarina 

ref|NR_024864.1| Planomicrobium 
2633347 2634791 Planomicrobium 

Planomicrobium. 

ref|NR_024808.1| Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


ref|NR_024691.1| Bacillus flexus strain 


IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 


Bacillales; Bacil 


laceae; Bacillus. 


400532 Bacteria_16S 


2909398 2909341 1 58 gi 


pasteuri strain ATCC51129 16S ribosomal RNA, partial se 


pasteuri Bacteria 


400532 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


400532 Bacteria_16S 


; Firmicutes; Bacillales; Staphylococc 


2910942 2910885 1 58 gi 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2914028 29139711 58 gi 


delphini strain ATCC 49171 16S ribosomal RNA, partial s 


delphini Bacteria 


400532 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


400532 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


400532 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


400532 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


400532 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


400532 Bacteria_16S 


R-7190 16S riboso: 
Bacillales; Bacil 


400532 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


400532 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


400532 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


400532 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


400532 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


400532 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


400532 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


400532 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


400532 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


400532 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


400532 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


400532 Bacteria_16S 


; Firmicutes; Bacillales; Staphylococc 
2915571 2915514 1 58 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 

3041426 3041369 1 58 


S ribosomal RNA, partial sequence 


gi 


219856850 
quence 

us 
219856849 
1 sequence 
occus. 
219856847 
equence 
us. 
219856846 
29149 


219846895 


3040796 30422 


ref|NR_024669.1| Staphylococcus 
2908741 2910234 Staphylococcus 
ref|NR_024668.1| Staphylococcus 


2910285 2911776 Staphylococcus 
ref|NR_024666.1 


2913371 291486 


Staphylococcus 
3 Staphylococcus 


ref |NR_024665.1 
14 2916405 Staphy 


Staphylococcus caprae 
lococcus caprae 


ref|NR_026487.1| Facklamia languida 
68 Facklamia languida Bacteria; 


ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026393.1 
83 3181087 Fackla 


Granulicatella 
3 Granulicatella 
tella. 

Facklamia hominis 
mia hominis Bacteria; 


ref|NR_026144.1| Bacillus halmapalus 
88 Bacillus halmapalus Bacteria; 


ref|NR_025922.1| Staphylococcus warneri 
97 Staphylococcus warneri Bacteria; 


Bacillus fordii strain 
ria; Firmicutes; 


ref 
lus 


NR_025786.1 
fordii Bacte 


ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


Halobacillus litoralis 
litoralis Bacteria; 


ref |NR_029304.1 
0 Halobacillus 


Halobacillus 
cillus karajensis 


ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025459.1 
01 1824836 Haloba 


Halobacillus trueperi 
cillus trueperi 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


Halobacillus locisalis 
locisalis Bacteria; 


ref|NR_025715.1 
65 Halobacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Pullulanibacillus 
2 Pullulanibacillus 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_024694.1 

2873633 287517 


Planomicrobium 
Planomicrobium 


ref|NR_028950.1 

609006 610485 
lanomicrobium. 
ref|NR_025573.1 

1660434 166191 
aenisporosarcina 
ref |NR_025469.1 
1807983 180946 
nococcus. 
ref |NR_025667.1 
08 Anoxybacillus 


Sporosarcina 

6 Paenisporosarcina 
Planococcus 

1 Planococcus 


Anoxybacillus gonensis 
gonensis Bacteria; 


bacillales; Aerococcaceae; Facklamia. 

3089775 3089718 1 58 gi| 219846862 
ain M1975/96/1 16S ribosomal RNA, partial sequen 
teria; Firmicutes; Lactobacillales; Carnobacteri 

3180220 3180163 1 58 gi|219846801 
8 16S ribosomal RNA, partial sequence 31795 
bacillales; Aerococcaceae; Facklamia. 

3536221 3536164 1 58 gi| 219846552 
6S ribosomal RNA, partial sequence 3535585 35370 
lales; Bacillaceae; Bacillus. 

3844865 3844808 1 58 gi| 219846332 
ribosomal RNA, partial sequence 3844228 38456 
lales; Staphylococcus. 

4040610 4040561 9 58 gi| 219846196 
mal RNA, partial sequence 4039998 4041459 Bacil 
laceae; Bacillus. 

4212302 42122451 58 gi| 219846067 
bosomal RNA, complete sequence 4211641 42131 
lales; Bacillaceae; Geobacillus. 

100504 100448 2 58 gi| 265678996 
ibosomal RNA, complete sequence 99832 10139 
lales; Bacillaceae; Halobacillus. 

1702363 1702307 2 58 gi| 219878406 

MA-2 16S ribosomal RNA, partial sequence 17017 
tes; Bacillales; Bacillaceae; Halobacillus. 

1823962 1823906 2 58 gi| 219878320 
16S ribosomal RNA, complete sequence 18233 
tes; Bacillales; Bacillaceae; Halobacillus. 

3609627 3609571 1 57 gi|219846499 
16S ribosomal RNA, partial sequence 3608971 36104 
lales; Planococcaceae; Planococcus. 

4132797 4132741 2 58 gi| 219846125 
S ribosomal RNA, partial sequence 4132144 41336 
lales; Bacillaceae; Halobacillus. 

2448811 2448756 3 58 gi| 219857420 
train WW2-SN4a 16S ribosomal RNA, partial sequen 
acteria; Firmicutes; Lactobacillales; Carnobacte 

2874286 2874239 11 58 gi| 219856875 
n ATCC53909 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Pullulanibacillus. 

609631 609585 12 58 gi| 265678645 
ain CMS 530r 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Planococcaceae; P 

1661054 1661008 12 58 gi| 219878434 
ain CMS 2lw 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Planococcaceae; P 

1808608 1808562 12 58 gi| 219878330 
n CMS 260r 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Planococcaceae; Pla 

4197267 4197209 1 58 gi|219846077 
osomal RNA, partial sequence 4196627 41980 
lales; Bacillaceae; Anoxybacillus. 

280401 280344 1 58 gi| 265678873 
rain PCA 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Deltaproteobacteria; Des 

1046694 1046637 1 58 gi| 265678347 


quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 


ref|NR_029179.1] Geobacter 
279814 281221 Geobacter 

ulfuromonadales; Geobacteraceae; 

ref|NR_028649.1| Cerasibacillus 


1046039 1047522 Cerasibacillus 


400532 Bacteria_16S 
carmonensis strai 
carmonensis Bacte 
400532 Bacteria_16S 
necropolis strain 
necropolis Bacter 
400532 Bacteria_16S 
sulfidifaciens st 
sulfidifaciens Ba 
400532 Bacteria_16S 
6S ribosomal RNA, partial sequence 1856650 18581 


strain DSM 9172 1 
Firmicutes; 


strain DSM 11713 
Firmicutes; Bacil 


400532 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


400532 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


400532 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


400532 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


400532 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


400532 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


400532 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


400532 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


400532 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


400532 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


400532 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


400532 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


400532 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


400532 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


400532 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


400532 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


400532 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


Lacto 
400532 Bacteria_16S 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 
1891150 1891093 1 58 


oc 


S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Ignavigranu: 
3142237 3142192 13 58 gi 
S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3872081 3872036 13 58 gi 
ribosomal RNA, partial sequence 


m. 


Se 


S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
1968398 1968342 2 58 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
2680890 2680835 3 58 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 


Ss. 


ed 


1 
Ca 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


3090574 30919 


219846827 
3141609 31431 
Gemella 
219846314 
3871442 38729 


4170715 41722 


219878216 
1967755 19691 


219857202 


cus. 


dis; 


is; Ther 


sequence 
rnobacte 


3038372 3038325 11 58 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
798822 798776 12 58 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3896964 3896918 12 58 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
650901 650844 1 58 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
718694 718637 1 58 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
2038444 2038387 1 58 gi 


Ss. 


el 


ce 
T 


ti 


il 


lales; Bacillaceae; Virgibacillus. 
2907852 2907795 1 58 gi 
ATCC 51145 16S ribosomal RNA, partial 


a; Firmicutes; Bacillales; Staphylococcu 


400532 Bacteria_16S 


3067203 3067158 13 58 gi 


219846897 
3037737 30392 


265678513 
798207 79971 


219846297 


265678617 
rococcacea 
265678569 
ence 71801 


219878169 
16S ribosomal RNA, partial sequence 2037802 20393 


219856851 
sequence 


219846877 


otrichac 


38963 
etrageno 


al seque 


lus. 


Ss. 


1790223 1790166 1 58 gi| 219878342 |ref|NR_025481.1| Virgibacillus 
n LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
1803994 1803937 1 58 gi|219878333|ref|NR_025472.1| Virgibacillus 
LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
ia; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
1854353 1854296 1 58 gi|219878298|ref|NR_025437.1| Globicatella 
rain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
cteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 
1857305 1857248 1 58 gi|219878296|ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


lales; Bacillaceae; Bacillus. 
1892671 1892614 1 58 gi|219878269|ref|NR_025408.1] Bacillus 
train DSM 11706 16S ribosomal RNA, partial sequence 1892040 1893527 Bacillus 
acteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
2040004 2039947 1 58 gi|219878168|ref|NR_025307.1| Dolosicoccus 
n 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
ria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 
3049082 3049025 1 58 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
tes; Lactobacillales; Aerococcaceae; Eremococcus. 
3091211 3091154 1 58 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 


90 Ignavigranum ruoffiae Bacteria; 
ref|NR_026419.1| Gemella sanguinis 
18 Gemella sanguinis Bacteria; 
ref|NR_025904.1| Gemella morbillorum 
77 Gemella morbillorum Bacteria; 


lales; Bacillales Family XI. Incertae Sedis; Gemella. 
3873668 3873623 13 58 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
3886087 3886030 1 58 gi|219846305|ref|NR_025895.1| Geobacter 
train GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
4171361 41713041 58 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


ref|NR_025355.1| Thermicanus aegyptius 

80 Thermicanus aegyptius Bacteria; 

micanus. 

ref |NR_024830.1| Alkalibacterium 
2680270 2681761 Alkalibacterium 

riaceae; Alkalibacterium. 

ref|NR_026489.1| Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 

eae; Turicibacter. 

ref|NR_025887.1| Tetragenococcus 

31 3897842 Tetragenococcus muriaticus 
coccus. 

ref|NR_028922.1] Aerococcus 

nce 650305 651625 Aerococcus 

e; Aerococcus. 

ref |NR_028873.1| Virgibacillus 


9 719581 Virgibacillus marismortui 


ref|NR_025308.1 
07 Virgibacillus 


Virgibacillus proomii 
proomii Bacteria; 


ref|NR_024670.1 


= Staphylococcus 
2907194 290869 


0 Staphylococcus 


ref|NR_026469.1| Gemella palaticanis 


strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 


Firmicutes; Bacil 


lales; Bacillales Family XI. 


Incertae Sedis; 


Gem 


ella. 


400532 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


400532 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


400532 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


400532 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


400532 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


400532 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


400532 Bacteria_16S 


multivorans strai 


3121272 31212151 58 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3122819 3122762 1 58 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3140678 3140633 13 58 gi 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; 
3362596 3362539 2 58 


Gemel 
gi 
lales; Bacillaceae; Salimicrobium. 


3772104 3772047 1 58 gi 


ribosomal RNA, partial sequence 

lales; Bacillaceae; Halobacillus. 
395699 395645 1 55 gi 
n 28-1 16S ribosomal RNA, partial sequ 


219846841 
eq 
ll 

219846840 
en 
ur 


uence 
aceae; 


ce 3122 


219846383 


train H2 16S ribosomal RNA, partial sequence 3771473 377289 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
2119586 2119530 2 58 gi|219857655|ref|NR_025244.1 


2118933 21204 


265678791 
ence 39505 


inibacil 
219846828 
3140051 3141558 Gemel 
la 
219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


ref |NR_026433.1 
120644 312214 
Aneurinibacillus 


ref|NR_026432.1 


Ww 


1 

lus 
ref 

lab 


group; 
NR_026420.1 


ref |NR_026267.1 
41 Salimicrobium 


ref |NR_025974.1 


ref|NR_029096.1 


91 3123687 Ammoni 
Ammon 


ergeri Bacte 


0 396528 Tenuib 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Gemella bergeri strain 
ria; Firmicutes; 


Salimicrobium album 
album Bacteria; 


Geobacter 
0 Geobacter 
Geobacteraceae; 


, 


Halobacillus salinus 


54 Halobacillus salinus Bacteria; 


Tenuibacillus 
acillus multivorans 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

400532 Bacteria_16S 1034397 1034343 1 55 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

400532 Bacteria_16S 3811411 3811365 12 58 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

400532 Bacteria_16S 31003 30946 1 58 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

400532 Bacteria_16S 199634 199577 1 58 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

400532 Bacteria_16S 772680 772635 13 58 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

400532 Bacteria_16S 3047540 3047483 1 58 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

400532 Bacteria_16S 3160623 3160566 1 58 gi|219846815|ref|NR_026407.1| Desulfuromonas 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
400532 Bacteria_16S 4004228 40041711 58 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

400532 Bacteria_16S 4209245 4209188 1 58 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

400532 Bacteria_16S 2877452 2877396 2 58 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

400532 Bacteria_16S 859736 859681 3 58 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

400532 Bacteria_16S 3534654 3534627 1 28 gi|219846553|ref|NR_026145.1] Bacillus 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

400532 Bacteria_16S 3614137 3614082 3 58 gi|219846496|ref|NR_026088.1]| Alloiococcus otitis 


strain NCFB 2890 
Firmicutes; Lacto 


400532 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


400532 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


16S ribosomal RNA, partial sequence 3613485 36150 


400532 Bacteria_16S 


bacillales; Carnobacteriaceae; Alloiococcus. 

1562175 15621181 58 gi| 219846143 |ref|NR_025733.1 
rain K4 16S ribosomal RNA, partial sequence 1561538 156291 
cteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

3100231 3100185 12 58 gi| 219846855 |ref|NR_026447.1 
mal RNA, partial sequence 3099595 3101003 Facklamia ignava Bact 
Aerococcaceae; Facklamia. 

408052 408027 29 54 gi| 265678783 |ref|NR_029088.1 


ammonificans strain HB-1 16S ribosomal RNA, partial sequence 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 


09 Alloiococcus otitis Bacteria; 


Anoxybacillus 
3 Anoxybacillus 


Facklamia ignava ATCC 
eria; Firmicutes; 


Thermovibrio 


407444 408915 


Thermovibrio 


400532 Bacteria_16S 
gastricus strain 
gastricus Bacteria; 
400532 Bacteria_16S 
strain ED 11/3LLK 


Aquificae; Aquificales; 


400532 Bacteria_16S 


picturae strain R-5321 16S ribosomal RNA, partial sequence 
Bacillales; 


Bacteria; Firmicutes; 
400532 Bacteria_16S 


412787 412730 1 


Kx156A7 16S ribosomal RNA, 
Firmicutes; 


603554 603529 29 


606572 606515 1 


1049726 1049701 29 


Lactobacillales; 


Bacillaceae; 


16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; 


lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 


lithotrophicum Bacteria; Aquificae; Aquificales; Desulf 


400532 Bacteria_16S 
wolinii strain DB 
Bacteria; 
Syntrophobacter. 
400532 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
400532 Bacteria_16S 


thermolithotrophum strain BSA 16S ribosomal RNA, partia 
thermolithotrophum Bacteria; Aquificae; Aquificales; De 


400532 Bacteria_16S 


1126524 1126479 13 


1509339 1509282 1 


2087651 2087626 29 


2837150 2837093 1 


58 gi|265678779|ref|NR_029084.1| Lactobacillus 
complete sequence 412124 413673 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
54 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
602905 604369 Thermovibrio ruber Bacteria; 
Thermovibrio. 
58 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
605920 607435 Oceanobacillus picturae 
Oceanobacillus. 
54 gi|265678345|ref|NR_028647.1| Balnearium 
1049100 1050580 Balnearium 
urobacteriaceae; Balnearium. 
58 gi|253680772|ref|NR_028020.1| Syntrophobacter 


58 


54 


58 


16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Syntroph 


gi 


paracasei strain R094 16S ribosomal RNA, 
paracasei Bacteria; Firmicutes; Lactobac 


gi 


gi 


219846290 


illales; 
219878131 

1 

su 
219856899 


acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 


acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 


400532 Bacteria_16S 
strain DSM 3662 1 
Firmicutes; 
400532 Bacteria_16S 


Clostridia; 


3274140 3274083 1 


Clostridiales; 
3630610 3630553 1 


58 


58 


strain Dfr2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
400532 Bacteria_16S 


102062 102018 11 


55 


gi 


gi 


219846738 


6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


219846485 


3629961 36314 


Deltaproteobacteria; Desulfuromonadales; 


gi 


265678995 


11259 
obacterale 


partial 


sequence 
lfurobacteriaceae; 


Geobacteraceae; 


Ss; 


ref|NR_025880.1 
sequence 150868 


ref|NR_025270.1 

2087053 208849 
Desu 
ref|NR_024718.1 
2836503 283790 


ref |NR_026330.1 


ref 


NR_026077.1 


ref |NR_029303.1 


Lactobacillaceae; 


ag 


Lactobacillu 


86 1127376 Syntrophobacter wolinii 
Syntrophobacteraceae; 


Lactobacillus 
4 1510205 Lactobacillus 
Lactobacillus. 
Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Lactobacillus 
8 Lactobacillus 
Ss. 
Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 
Eubacterium. 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
Geobacter. 


Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

400532 Bacteria_16S 801937 801893 13 57 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

400532 Bacteria_16S 1860350 1860314 21 57 gi|219878294|ref|NR_025433.1| Alteromonas 


stellipolaris strain LMG 21861 16S ribosomal RNA, partial 
stellipolaris Bacteria; 


Alteromonas. 
400532 Bacteria_16S 
strain SW-47 16S 
Proteobacteria; 

400532 Bacteria_16S 


Proteobacteria; 


2101274 2101238 21 


2574047 2574019 29 


S57 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alt 


57 


gi 


sequenc 


Gammaproteobacteria; Alteromonadales; 


219878121 


2100672 21021 


gi 


219857285 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 


aminophilus Bacteria; 
Desulfovibrio. 
400532 Bacteria_16S 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 
nagasakiensis Bacteria; 


Thermaerobacter. 
400532 Bacteria_16S 


Proteobacteria; 


2757195 2757151 13 
Firmicutes; 


2904765 2904721 13 


Clostridia; 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacteria; 
Thermaerobacter. 
400532 Bacteria_16S 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial 
hydrogenovorans Bacteria; 


Desulfonatronovibrio. 
400532 Bacteria_16S 


chungwhensis strain BH030046 16S ribosomal RNA, partial 


chungwhensis Bacteria; 
Salinimonas. 
400532 Bacteria_16S 
halophilus strain 


Aestuariibacter. 
400532 Bacteria_16S 


Firmicutes; 


3244052 3244024 29 
Proteobacteria; 
4005669 4005633 21 
Proteobacteria; 


4128210 4128174 21 


1032834 10328111 


Clostridia; 


JC2043 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteri 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 


satsumensis Bacteria; 


Firmicutes; 


Lactobacillales; 


eromonadaceae; 


e 1859752 186123 


ref 


NR_025260.1 


ref|NR_024916.1 
2573428 257495 


3 Alteromonas 


Alteromonadaceae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromonas. 


Desulfovibrio 
7 Desulfovibrio 


Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
57 gi|219857148|ref|NR_024776.1| Thermaerobacter 
sequence 2756546 2758056 Thermaerobacter 
Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
57 gi|219856853|ref|NR_024672.1| Thermaerobacter 
2904128 2905615 Thermaerobacter 
Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
57 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
sequence 3243444 3244946 Desulfonatronovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
57 gi|219846221|ref|NR_025811.1| Salinimonas 
sequence 4005071 4006477 Salinimonas 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
57 gi|219846131|ref|NR_025721.1| Aestuariibacter 
4127615 4129048 Aestuariibacter 
a; Alteromonadales; Alteromonadaceae; 
24 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
1032165 1033720 Lactobacillus 
Lactobacillaceae; Lactobacillus. 


400532 Bacteria_16S 
pantheris strain 
pantheris Bacteria; 
400532 Bacteria_16S 
selangorensis str 
selangorensis Bac 
400532 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
400532 Bacteria_16S 
strain Dfrl 16S r 
Proteobacteria; D 
400532 Bacteria_16S 
halophilus strain 
halophilus Bacter 
Halothiobacillus. 
400532 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 
400532 Bacteria_16S 
alaskensis strain 
Bacteria; Proteob 
400532 Bacteria_16S 
limnophilus strai 
limnophilus Bacte 
Planctomyces. 
400532 Bacteria_16S 
thermoamylovorans 
thermoamylovorans 
400532 Bacteria_16S 
antibioticus stra 
antibioticus Bact 
Lysobacter. 
400532 Bacteria_16S 
haemolytica strai 
haemolytica Bacte 
Thermomonas. 
400532 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 
400532 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 
400532 Bacteria_16S 
strain CVL 16S ri 
Proteobacteria; D 
400532 Bacteria_16S 
juripiscarius str 
juripiscarius Bac 
400532 Bacteria_16S 
strain lacT 16S r 
Proteobacteria; D 
400532 Bacteria_16S 


cteria; 


All 16S ribosomal RNA, 
acteria; Deltaproteobacteria; Desulfov 


Bacteria; 


eria; 


ria; 


cteria; 


cteria; 


teria; 


2196753 2196698 3 


LMG 21017 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
2617278 2617223 3 


Firmicutes; 
3361029 3360974 2 


Firmicutes; Bacillales; 


3632133 3632078 3 


3718480 3718433 11 


3816040 3815993 11 
Proteobacteria; 
50515 


50489 29 


218214 218188 29 


n Mu 290 16S ribosomal RNA, 
ria; Planctomycetes; Planctomycetacia; 


321349 321323 1 


Firmicutes; 
1429059 1429013 12 


Proteobacteria; 
1849918 1849872 12 
Proteobacteria; 
2093678 2093632 12 
Proteobacteria; 
2163255 2163229 29 
Proteobacteria; 
2614098 2614072 29 
2679353 2679327 1 
Firmicutes; 


3042932 3042906 29 


3999694 3999648 12 


ain LMG 17710 16S ribosomal RNA, parti 


teria; Lactobacillales; 


DSM 20408 16S ribosomal RNA, partial 


58 gi|219857601|ref|NR_025189.1| Lactobacillus 
complete sequence 2196082 2197640 Lactobacillus 
Lactobacillaceae; Lactobacillus. 

58 gi|219857254|ref|NR_024885.1| Paralactobacillus 

al sequence 2616635 2618129 Paralactobacillus 
Lactobacillaceae; Paralactobacillus. 

57 gi|219846676|ref|NR_026268.1| Marinococcus 
sequence 3360383 3361902 Marinococcus 

Bacillaceae; Marinococcus. 

58 gi|219846484|ref|NR_026076.1| Geobacter bremensis 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


58 


DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


58 


rain R3 16S ribosomal RNA, partial seq 
Gammaproteobac 


55 


complete seque 


55 


complete s 


27 


strain DKP 16S ribosomal RNA, partial 
Bacillales; 


58 


in USAM 3C 16S ribosomal RNA, partial 
Gammaproteobacte 


58 


n A50-7-3 16S ribosomal RNA, partial s 
Gammaproteobacter 


58 


rain SGM-6 16S ribosomal RNA, partial 
Gammaproteobac 


55 


rain AM13 16S ribosomal RNA, partial s 
Deltaproteobac 


55 


bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


27 


ain IS40-3 16S ribosomal RNA, partial 
Bacillales; 


55 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


58 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


400532 Bacteria_16S 


strain SRL4225 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


400532 Bacteria_16S 


amylolyticus strain LA 5 16S ribosomal RNA, partial seq 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lac 


400532 Bacteria_16S 


aespoeensis strain Aspo2 16S ribosomal RNA, partial seq 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacter 


Desulfovibrio. 
400532 Bacteria_16S 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 


4064658 4064632 29 


29401 29372 29 


95888 95863 29 


122005 121960 13 


55 


58 


54 


58 


Bacteria; Proteobacteria; Deltaproteobacteria; 


3631486 36329 


v 
219846424 

equence 

a; 


gi 


219846352 
uence 
teria; 


gi 


265679030 
nce 49907 


gi 


265678917 
equence 


gi 


265678846 
sequence 
illaceae; 
224581439 
sequence 
ria; Xanth 


gi 


Bac 
gi 


219878302 
equence 
ia; Xantho: 


gi 


, 


219878126 
sequence 
teria; Xan 


gi 


219857626 
equence 
teria; 


gi 
Des 


gi| 219857256 
2613469 26150 


219857203 

sequence 

Bacillaceae; Lent 
gi|219846894 
3042319 30437 


gi 


’ 


gi] 219846225 
3999120 40005 
an 
gi|219846176 
4064043 40655 


La 
265679044 
uence 

tobacillac 
265678999 
uence 

ia; Desulf 


gi 


gi 


265678981 


gi 


Syntrophobacterale 


Geobacte 


Chromat 


Chr 


ibrionales; 


Planctomy 


Desulfov 


Desulfov 


thomonad 


Desulfov 


raceae; Geobacte 
ref|NR_026015.1 

3717841 371934 
iales; Halothiob 


ref |NR_025943.1 
3815400 381690 
omatiales; Halot 


ref |NR_029338.1 
51436 Desulf 
; Desulfovibrion 
ref|NR_029225.1 
217606 219133 
cetales; Plancto 


ref|NR_029151.1 
320691 322234 
Bacillus. 
ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


NR_025265.1 
2093069 209454 
thomonadales; Xa 


NR_025215.1 
162629 216416 


ulfovibrionales; 


ref 


ND 


ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024831.1 
2678696 268021 
ibacillus. 
ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025815.1 


aceae; Silanimon 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref |NR_029352.1 

28769 30312 
eae; Lactobacill 
ref |NR_029307.1 

95265 96764 


ovibrionales; De 


ref |NR_029289.1 


s; Syntrophobact 


60 Geobacter bremensis Bacteria; 


tr 
Halothiobacillus 

4 Halothiobacillus 

acillaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Planctomyces 

Planctomyces 
mycetaceae; 


Bacillus 
Bacillus 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Lentibacillus 
9 Lentibacillus 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 

Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 
Lactobacillus 
Lactobacillus 
us. 

Desulfovibrio 

Desulfovibrio 
sulfovibrionaceae; 


Desulforhabdus 


121373 122854 Desulforhabdus amnigena 


eraceae; Desulforhabdus. 


400532 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


400532 Bacteria_16S 


delbrueckii subsp 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


400532 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


400532 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


400532 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


400532 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


400532 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


400532 Bacteria_16S 


salivarius strain 
salivarius Bacter 


400532 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


400532 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


400532 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


400532 Bacteria_16S 
6S ribosomal RNA, partial sequence 1476987 14785 


strain LTH 5753 1 
Firmicutes; Lacto 


400532 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


400532 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


400532 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


400532 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


400532 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


400532 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


400532 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


400532 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


400532 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 


Pseudoalteromonas. 


344559 344502 1 58 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
380356 380331 33 58 gi 
indicus strain NCC725 16S ribosomal 


gi 
il 


RN. 


391096 391067 29 58 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
414359 414334 33 58 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; Lacto 
475780 475723 1 58 gi 
GCL 1731 16S ribosomal RNA, partial s 
ia; Firmicutes; Lactobacillales; Lacto 
511046 510989 1 58 gi 
osomal RNA, partial sequence 


ce 
ri 


eq 
ba 


eq 
ba 


bacillales; Lactobacillaceae; Lactobacil 
1837570 1837545 33 58 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 


1839137 1839108 29 58 gi 


s 
to. 


bacillales; Lactobacillaceae; Lactobacil 
1840728 18406711 58 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2044668 2044639 29 58 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2356014 2355989 29 54 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 

2892627 2892582 12 57 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3408030 3407985 13 58 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; 


al 
ct 
an 


af 
ob 


gi 
on 


eq 


Deltaproteobacteria; 


265678828 
343905 34542 


265678801 
indicus Bacteria; 


265678794 


265678778 


265678734 


265678711 
510382 51190 


lales; Bacillaceae; Geobacillus. 

550732 550707 33 58 gi| 265678685 
ain KU-3 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Lactobacillales; Lactobacilla 

933106 933049 1 58 gi| 265678423 

HO 66 16S ribosomal RNA, complete sequence 
ia; Firmicutes; Lactobacillales; Lactobacillacea 

970137 970112 29 54 gi| 265678397 
rain JJ 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Deltaproteobacteria; Des 

1327654 1327597 1 58 gi|219846129 
train CCUG 34545 16S ribosomal RNA, partial sequ 
osus Bacteria; Firmicutes; Lactobacillales; Lact 

1347546 1347501 13 58 gi| 228720860 
in MPOB 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Deltaproteobacteria; 
eae; Syntrophobacter. 

1477640 1477583 1 58 gi| 219878440 


219878310 
219878309 
6S ribosomal RNA, partial sequence 1838512 18400 
219878308 


219878165 


219857490 


219856861 
2892009 28935 


219846640 


lus. 


A, parti 


39048 
ales; Bu 


uence 
cillacea 


uence 
cillacea 


lus. 
equence 
bacillac 
lus. 


sequenc 
obacilla 


20440 
thomonad 


sequence 
acteria; 


aceae; V 


uence 
Syntroph 


3600522 3600469 3 56 gi 
bacillales; Carnobacteriaceae; Dolosig 
9522 9494 29 57 gi 
2 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Alteromo 


ra 


na 


400532 Bacteria_16S 


strain CTCBS1 16S 


44411 44383 29 57 
ribosomal RNA, complete sequence 


gi 


219846506 
6S ribosomal RNA, partial sequence 3599877 36013 


265679057 


265679034 
43805 


nulum. 


8961 


dales; P 


Firmicutes; 


ref|NR_029133.1| Lactobacillus pentosus 
3 Lactobacillus pentosus Bacteria; 
ref|NR_029106.1| Lactobacillus 

al sequence 379741 381255 


Lactobacillales; Lactobacillaceae; 


ref|NR_029099.1| Chitinimonas 
2 392023 Chitinimonas taiwanensis 
rkholderiaceae; Chitinimonas. 
ref |NR_029083.1| Lactobacillus 
413724 415278 Lactobacillus 
e; Lactobacillus. 
ref |NR_029039.1| Lactobacillus 
475117 476512 Lactobacillus 
e; Lactobacillus. 
ref|NR_029016.1| Geobacillus debilis 
6 Geobacillus debilis Bacteria; 
ref|NR_028990.1| Lactobacillus 
550095 551652 Lactobacillus 
ceae; Lactobacillus. 
ref|NR_028725.1| Lactobacillus 
932436 934005 Lactobacillus 
e; Lactobacillus. 
ref|NR_028699.1| Desulfovibrio 
969528 971049 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 
ref|NR_025719.1| Lactobacillus sakei 
ence 1326995 1328388 Lactobacillus 
obacillaceae; Lactobacillus. 
ref|NR_027598.1] Syntrophobacter 
1346912 1348397 Syntrophobacter 
Syntrophobacterales; 
ref|NR_025579.1| Lactobacillus spicheri 
22 Lactobacillus spicheri Bacteria; 
ref|NR_025449.1| Lactobacillus 
1836949 1838461 Lactobacillus 
eae; Lactobacillus. 
ref|NR_025448.1| Lactobacillus hamsteri 
21 Lactobacillus hamsteri Bacteria; 
ref|NR_025447.1| Lactobacillus 
e 1840072 1841573 Lactobacillus 
ceae; Lactobacillus. 
ref|NR_025304.1| Luteimonas mephitis 
53 2045572 Luteimonas mephitis Bacteria; 
aceae; Luteimonas. 
ref|NR_025078.1| Desulfovibrio 
2355381 2356917 Desulfovibrio 
Desulfovibrionales; 
ref|NR_024680.1| Vibrio rumoiensis 
02 Vibrio rumoiensis Bacteria; 
ibrio. 
ref|NR_026232.1] Syntrophobacter 
3407396 3408881 Syntrophobacter 
obacterales; Syntrophobacteraceae; 
ref|NR_026098.1| Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


ref|NR_029365.1 
10291 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


45323 


ref|NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 


400532 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


400532 Bacteria_16S 


antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 


400532 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 


Pseudoalteromonas. 
400532 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


400532 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


400532 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


400532 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


400532 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


400532 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 


400532 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


400532 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


400532 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


400532 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


400532 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


400532 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


400532 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


400532 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


400532 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


400532 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


400532 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


400532 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


47437 47409 29 57 gi 
n Sk2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
82099 82071 29 57 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 
127991 127963 29 57 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


178193 178165 29 57 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
366751 366723 29 57 gi 
rain F23 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


434394 434366 29 57 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
464978 464950 29 57 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
515468 515440 29 57 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
547552 547524 29 57 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; 


gi 


Ss 
gi 


Gammaproteoba 
640142 640114 29 57 

ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
685434 685378 1 57 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
693144 693120 29 53 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
703574 703546 29 57 


gi 


gi 


gi 


ammaproteobacteria; 
710864 710836 
16S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; M 
732485 732457 29 57 gi 
1 RNA, partial sequence 


Chromatiales; Chro 
29 57 gi 
partial sequence 


400532 Bacteria_16S 


6S ribosomal RNA, partial sequence 702960 70436 
matiaceae; 


731878 733268 Thioc 


265679032 
nce 46828 
irillales; 
265679009 
ce 81499 
nadales; P 


265678977 
e 12740 
nadales; P 


265678944 
17756 
omonadacea 
265678810 
quence 


265678575 
71023 

oritellace 

265678560 


ref 
9 128819 Pseud 
seud 


ref 
4 179023 Aeromo 
e; Aeromonas. 
ref 

366150 36759 


48321 


83011 
seud 


5 Lamprocystis 
Lamprocystis. 
ref 
9 711741 Morit 
ae; 

ref 
apsa 


NR_029340.1 
Alcani 
anivoracacea 
NR_029317.1 
Pseudo 
oalteromona 


NR_029285.1 
° 
oalteromona 


NR_029252.1 


NR_029115.1 
4 


NR_028880.1 
e 
Moritella. 
NR_028864.1 
rosea Bacte 


d 


d 


Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Pseudoalteromonas 

alteromonas antarctica 

aceae; 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Aeromonas punctata 
nas punctata Bacteria; 


Idiomarina 
Idiomarina 


teria; Alteromonadales; Idiomarinaceae; 
265678765|ref|NR_029070.1| Shewanella gaetbuli 
433793 435289 Shewanella gaetbuli Bacteria; 
hewanellaceae; Shewanella. 
265678741|ref|NR_029046.1| Inquilinus limosus 
464412 465829 Inquilinus limosus Bacteria; 
Rhodospirillaceae; Inquilinus. 
265678708|ref|NR_029013.1| Reinekea 
partial sequence 514864 516365 Reinekea 
obacteria; Reinekea. 
265678687 |ref|NR_028992.1| Pseudoalteromonas 
ial sequence 546976 548458 Pseudoalteromonas 
cteria; Alteromonadales; Pseudoalteromonadaceae; 
265678624 |ref|NR_028929.1| Pseudomonas kilonensis 
639529 641056 Pseudomonas kilonensis Bacteria; 
seudomonadaceae; Pseudomonas. 
265678592|ref|NR_028897.1| Desulfobacterium 
ce 684774 686292 Desulfobacterium indolicum 
acterales; Desulfobacteraceae; Desulfobacterium. 
265678587 |ref|NR_028892.1| Isosphaera pallida 
692571 694040 Isosphaera pallida Bacteria; 
nctomycetaceae; Isosphaera. 
265678580 |ref|NR_028885.1]| Lamprocystis purpurea 


purpurea Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


ia; Chromatiales; Chromatiaceae; Thiocapsa. 

785030 785002 29 57 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
in CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

809567 809539 29 57 gi| 265678506 |ref|NR_028809.1| Pseudoalteromonas 
O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

858155 858127 29 57 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

937693 937665 29 57 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
a; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

1009940 1009912 29 57 gi|265678371|ref|NR_028673.1| Shewanella algae 
ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1011490 1011462 29 57 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1066312 1066284 29 57 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 


strain KMM 1406 16S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 


400532 Bacteria_16S 


strain DB21MT-5 16S ribosomal RNA, partial sequence 111077111122 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


400532 Bacteria_16S 


shabanensis strain E1L3A 16S ribosomal RNA, 


shabanensis Bacteria; 
Salinisphaera. 
400532 Bacteria_16S 


1111395 1111367 29 


1140163 1140135 29 
Proteobacteria; 


1175009 1174981 29 


57 


57 


57 


DSM 16069 16S ribosomal RNA, partial sequence 


Bacteria; 
400532 Bacteria_16S 


strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofustis. 


Firmicutes; 
400532 Bacteria_16S 
strain 08145 16S 


400532 Bacteria_16S 


denitrificans strain 0S217 16S ribosomal RNA, partial sequence 
denitrificans O0S217 Bacteria; 


Shewanella. 
400532 Bacteria_16S 
ulvae strain UL12 
Bacteria; 
Pseudoalteromonas. 
400532 Bacteria_16S 
strain SMP-10 16S 


400532 Bacteria_16S 


strain B-10-31 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalter 


400532 Bacteria_16S 


Lactobacillales; 


1220239 1220195 14 


1382184 1382156 29 


1385236 1385208 29 


1403143 1403115 29 


1404638 1404610 29 


1412139 1412111 29 


1455035 1455007 29 


Proteobacteria; 


58 


57 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


57 


57 


57 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae 


57 


57 


gi 


gi 


complete sequence 
Gammaproteobacteria; 


gi 
11 


Proteobacteria; Gammaproteobacteria; Kangiella. 


gi 
gi 
13 


gi 


Gammaproteobacteria 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


gi 


1404010 14055 


gi 
14 


gi 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial 


doudoroffii Bacteria; 
400532 Bacteria_16S 


Proteobacteria; 
1483759 1483731 29 


57 


strain SW32 16S ribosomal RNA, partial sequence 


400532 Bacteria_16S 


strain KMM 231 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


400532 Bacteria_16S 


strain KMM 227 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


400532 
subsp. 
subsp. 
400532 
strain 


Bacteria_16S 


Bacteria_16S 
SP1402 16S 


400532 Bacteria_16S 


decolorationis strain S12 16S ribosomal RNA, partial sequence 
decolorationis Bacteria; 


Shewanella. 
400532 Bacteria_16S 
strain IBS S6874 


400532 Bacteria_16S 
strain OSBAC1 16S 


400532 Bacteria_16S 


agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


agarivorans Bacteria; 
Pseudoalteromonas. 
400532 Bacteria_16S 


1545753 1545725 29 


1547267 1547239 29 


1571100 1571072 29 


Proteobacteria; 
1578711 1578683 29 


1607953 1607925 29 
Proteobacteria; 


1645793 1645765 29 


1708388 1708360 29 


1754061 1754033 29 
Proteobacteria; 


1928881 1928853 29 


57 


57 


57 


Gammaproteobacteria; Aer 


57 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


57 


Gammaproteobacteria; Aeromo 


gi 


1483159 14846 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


1545151 15466 
Idiomarinac 


gi 


1546665 15481 
Idiomarinac 


gi 


smithia strain AS20/1/1 16S ribosomal RNA, partial 
smithia Bacteria; 


gi 


1578118 15795 


gi 


Idiomarinac 


265678301 


253680763 


228718578 
74405 11758 


219878362 


228717104 


81574 13830 


228716834 


219857444 
14026 


219857153 


224581450 


11537 14130 


224581417 
sequence 


219857506 


Halomonad 


219857261 


219857260 


219878156 


sequenc 


219846381 


219878471 


Salinisphaerales; 


ref|NR_028602.1| Moritella yayanosii 
56 Moritella yayanosii Bacteria; 
Moritella. 
ref|NR_028011.1| Salinisphaera 
1139586 1141025 Salinisphaera 
Salinisphaeraceae; 


ref|NR_027574.1| Kangiella koreensis 
98 Kangiella koreensis DSM 16069 


ref|NR_025501.1| Allofustis seminis 
16 Allofustis seminis Bacteria; 


ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 0S145 Bacteria; 
eae; Idiomarina. 

ref|NR_027556.1] Shewanella 


1384632 1386131 Shewanella 
; Alteromonadales; Shewanellaceae; 


ref|NR_025032.1| Pseudoalteromonas 
05 1403959 Pseudoalteromonas ulvae 
seudoalteromonadaceae; 


ref|NR_024781.1| Haliangium tepidum 
17 Haliangium tepidum Bacteria; 
; Haliangiaceae; Haliangium. 
ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 
ref|NR_027198.1| Oceanimonas 

1454432 1455915 Oceanimonas 
nadales; Aeromonadaceae; Oceanimonas. 
ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 
aceae; Kushneria. 
ref|NR_024892.1| Idiomarina zobellii 
14 Idiomarina zobellii Bacteria; 
eae; Idiomarina. 
ref|NR_024891.1| Idiomarina abyssalis 
29 Idiomarina abyssalis Bacteria; 
eae; Idiomarina. 
ref|NR_025295.1| Aeromonas salmonicida 
e 1570477 1571981 Aeromonas salmonicida 
omonadales; Aeromonadaceae; Aeromonas. 
ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025610.1] Shewanella 

1607365 1608812 Shewanella 


Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


57 


57 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


57 


57 


strain 2674 16S ribosomal RNA, partial sequence 


400532 Bacteria_16S 


1930417 1930389 29 


57 


strain 2693 16S ribosomal RNA, partial sequence 


400532 Bacteria_16S 


1966854 1966826 29 


57 


strain BM5 16S ribosomal RNA, partial sequence 


400532 Bacteria_16S 


1986813 1986789 33 


57 


gi 


16S ribosomal RNA, partial sequence 1645204 16466 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


gi 


1707781 17092 


gi 


gi 


1928261 19297 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


gi 


1929813 19313 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


gi 


1966261 19677 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


gi 


219878446 


219878402 


219878370 


219878242 


219878241 


219878217 


Alteromonadales; 


ref|NR_025585.1| Aeromonas simiae 
55 Aeromonas simiae Bacteria; 
Aeromonas. 
ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Rheinheimera baltica 
baltica Bacteria; 


ref|NR_025381.1| Moritella profunda 
62 Moritella profunda Bacteria; 
Moritella. 
ref|NR_025380.1| Moritella abyssi 
09 Moritella abyssi Bacteria; 
Moritella. 
ref|NR_025356.1| Thiocapsa litoralis 
04 Thiocapsa litoralis Bacteria; 
Thiocapsa. 


219878204 


ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 


ref|NR_025343.1] Cystobacter 
1986193 1987709 Cystobacter 


ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 


Cystobacteraceae; 


400532 Bacteria_16S 
strain LMG 317541 
Proteobacteria; G 
400532 Bacteria_16S 
roseopersicina st 
roseopersicina Bacteria; 
400532 Bacteria_16S 
strain T9 16S rib 


Thioalkalispira. 


400532 Bacteria_16S 


strain KMM 3582 1 


Proteobacteria; G 
400532 Bacteria_16S 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 
400532 Bacteria_16S 


strain L2-TR 16S 


Proteobacteria; G 
400532 Bacteria_16S 
strain GB6 16S ri 
Proteobacteria; G 
400532 Bacteria_16S 


strain CCUG 30811 
Bacteria; 


Aeromonadaceae; 


Pseudomonas. 


400532 Bacteria_16S 


strain CIP 105259 


Proteobacteria; G 
400532 Bacteria_16S 


strain CIP 105274 


Proteobacteria; G 
400532 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


naphthovorans str 
naphthovorans Bac 


400532 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


400532 Bacteria_16S 


strain SM2-1 16S 
Proteobacteria; G 


400532 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


400532 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 


400532 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


Proteob 
400532 Bacteria_16S 
subsp. pectinolyt 
salmonicida subsp 


Cystobacter. 
2026383 2026355 29 


2061632 2061604 29 


Proteobacteria; 


2086111 2086083 29 


2092110 2092082 29 


2127141 2127113 29 


Proteobacteria; 


2189159 2189131 29 


2272862 2272834 29 


teria; Proteobacteria; 


2298566 2298538 29 


2427574 2427546 29 


2445745 2445717 29 


2456384 2456356 29 


2521277 2521249 29 
cteria; Proteobacteria; 


2561775 2561747 29 


2570908 2570880 29 


2583165 2583137 29 


2607914 2607886 29 


teria; Proteobacteria; 


2707832 2707808 33 


2733495 2733467 29 


2734985 2734957 29 


eria; Proteobacteria; 
2736475 2736447 29 


cteria; Proteobacteria; 


2782749 2782721 29 
ibosomal RNA, partial s 


2815856 2815828 29 


57 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; 
219878149 
rain DSM 229 16S ribosomal RNA, partial 


57 


sequence 
Gammaproteobacteria; Chromatiales; 
57 gi|219878132|ref|NR_025271.1 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
400532 Bacteria_16S 
strain 63 16S rib 


57 


osomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
400532 Bacteria_16S 
microaerophila strain ALEN 
microaerophila Bacteria; 


57 


57 


57 


ain KMM 3549 16S ribosomal RNA, partial 


57 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; 
219857439 
2427049 24283 


ST 


bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 


57 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; 


57 


57 


rain SBK26 16S ribosomal RNA, partial 
Gammaproteobacteria; 


57 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
219857287 
2570299 2571813 Pseudo: 


57 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
219857279 
2582558 2584074 Pseudo: 


57 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 
400532 Bacteria_16S 


57 


Gammaproteobacteria; 


57 


57 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellaceae; 
219857164 
in HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacte 


57 


57 


57 
equence 


57 


gi 


gi 


2085504 20870 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 
sequence 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 


219878178 
20257 


Alcanivoracaceae; 
219878128 
2091488 20930 


219857650 
1 16S ribosomal RNA, partial sequence 2126557 212798 
Gammaproteobacteria; Chromatiales; 
219857606 
6S ribosomal RNA, partial sequence 2188558 21900 
ammaproteobacteria; Alteromonadales; Shewanellaceae; 
219857551 
sequence 
Gammaproteobacteria; Alteromonadales; 


219857531 
2297982 22993 


219857413 
ica strain 34mel 16S ribosomal RNA, partial sequence 
- pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 
400532 Bacteria_16S 
thivervalensis st 
thivervalensis Ba 


Gammaproteobacteria; 
219857363 
Pseudomonadales; Ps 


219857336 
2561168 2562680 Pseudo: 


219857263 
ain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 260877 
Oceanospirillales; N 
219857183 
n EP1-55-1% 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Epsilonproteobacteria; 


219857165 
2732909 27343 


ria; Alteromonadales; 
219857163 
rain IK-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
219857128 
2782197 27836 
ammaproteobacteria; Thiotrichales; Thi 


400532 Bacteria_16S 219856913 


ref|NR_025317.1 
Aeromonas. 
ref|NR_025288.1 


ref|NR_025267.1 
Shewanella. 


ref |NR_025239.1 


ref|NR_025195.1 
Shewanella. 
ref|NR_025139.1 

2272329 227377 


ref|NR_025119.1 
Idiomarina. 


ref |NR_025027.1 


ref|NR_025010.1 
Alteromonadaceae; 
ref|NR_025001.1 
245578 


ref |NR_024951.1 
2520665 252209 


ref|NR_024924.1 
Pseudomon 
ref|NR_024918.1 
Pseudomon 
ref|NR_024910.1 
Pseudomonadaceae; 
ref|NR_024894.1 


ref|NR_024811.1 
2707242 270866 


Campylobacterales; H 


ref |NR_024793.1 
Shewanella. 
ref|NR_024792.1 

2734399 273583 


ref|NR_024791.1 
2735889 273732 
sh 


ref|NR_024756.1 


Shewanellaceae; 


Aeromonas popoffii 


59 2027165 Aeromonas popoffii Bacteria; 


Lamprocystis 


2061023 2062415 Lamprocystis 
Chromatiaceae; Lamprocystis. 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Thioalkalispira 
9 Thioalkalispira 


Ectothiorhodospiraceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 
omonadaceae; Oceanimonas. 
219857422 

2445148 2446624 Alishe 


Alishewanella fetalis 
wanella fetalis 
Alishewanella. 
Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Neptunomonas 

7 Neptunomonas 
eptunomonas. 
Hydrogenimonas 

3 Hydrogenimonas 
ydrogenimonaceae; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 

8 Shewanella 
Shewanella. 
Shewanella 

8 Shewanella 
ewanellaceae; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 
otrichaceae; Thiothrix. 


ref |NR_024734.1 
2815260 281674 


Pseudomonas 
8 Pseudomonas 


alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


400532 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


stanieri Bacteria; 
Marinobacterium. 


400532 Bacteria_16S 
plecoglossicida strain FPC951 16S ribosomal RNA, partial 
plecoglossicida Bacteria; 


Pseudomonas. 


400532 Bacteria_16S 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 
resinovorans Bacteria; 


Pseudomonas. 


400532 Bacteria_16S 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 
sulfexigens Bacteria; 


Desulfocapsa. 


400532 Bacteria_16S 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


Desulfovibrio. 


400532 Bacteria_16S 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; 


Methylophaga. 


400532 Bacteria_16S 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 
nigrifaciens Bacteria; 


Pseudoalteromonas. 


400532 Bacteria_16S 


2866400 2866372 29 


2920127 2920099 29 


2971457 2971429 29 
Proteobacteria; 
3136195 3136139 1 
Proteobacteria; 


3242491 3242463 29 


3299988 3299960 29 

Proteobacteria; 
3421489 3421461 29 
Proteobacteria; 


3422973 3422945 29 


Proteobacteria; 


57 


57 


57 


Gammaproteobacteria; 


57 


Deltaproteobacteria; 


57 


57 


Gammaproteobacteria; 


57 


Gammaproteobacteria; 


57 


gi| 219856880 


gi| 219856843 


gi| 219846942 


gi| 219846831 


gi|219846759 


gi| 219846721 


gi| 219846630 


gi| 219846629 


Alteromonadales; 
sequence 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonadales; 


Thiotrichales; 


ref|NR_024699.1| Marinobacterium 
2865789 2867305 Marinobacterium 
Alteromonadaceae; 


ref|NR_024662.1| Pseudomonas 
2919511 2921008 Pseudomonas 


ref|NR_026534.1| Pseudomonas 
2970861 2972325 Pseudomonas 
Pseudomonadaceae; 


ref|NR_026423.1] Desulfocapsa 
135552 3137033 Desulfocapsa 


w 


Desulfobacterales; Desulfobulbaceae; 


ref|NR_026351.1| Desulfovibrio 
3241884 3243393 Desulfovibrio 
Desulfovibrionaceae; 


ref |NR_026313.1|] Methylophaga 
3299393 3300879 Methylophaga 
Piscirickettsiaceae; 


ref|NR_026222.1| Pseudoalteromonas 


sequence 3420894 3422329 Pseudoalteromonas 
Alteromonadales; 


Pseudoalteromonadaceae; 


ref|NR_026221.1| Pseudoalteromonas 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 


luteoviolacea Bacteria; 


Pseudoalteromonas. 


400532 Bacteria_16S 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 


Proteobacteria; 


3424456 3424428 29 


Gammaproteobacteria; 


57 


gi|219846628 


Alteromonadales; Pseudoalteromonadaceae; 


ref|NR_026220.1| Pseudoalteromonas 
3423861 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae; 
400532 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 


400532 Bacteria_16S 
atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 


Pseudoalteromonas. 


400532 Bacteria_16S 
strain ATCC 43992 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
400532 Bacteria_16S 


strain : CIP 7430 


3425933 3425905 29 


3427415 3427387 29 


3428894 3428866 29 


3612555 3612527 29 


3658026 3657998 29 


Proteobacteria; 
3797735 3797707 29 


Pseudoalteromonas. 


57 


57 


57 


57 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 
400532 Bacteria_16S 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 
gelidimarina Bacteria; 
400532 Bacteria_16S 


57 


Gammaproteobacteria; 


57 


strain PS-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 
400532 Bacteria_16S 
strain B62 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
400532 Bacteria_16S 


allosaccharophila 


allosaccharophila Bacteria; 


Aeromonas. 


400532 Bacteria_16S 
oryzihabitans strain L-1 16S ribosomal RNA, 
oryzihabitans Bacteria; 


Pseudomonas. 


400532 Bacteria_16S 
strain DSS12 16S ribosomal RNA, partial sequence 


3809793 3809765 29 


3812949 3812921 29 


3906006 3905978 29 


Proteobacteria; 


3950909 3950881 29 


Proteobacteria; 


57 


complete sequence 


57 


57 


57 


complete sequence 
Gammaproteobacteria; 


gi|219846627 
Alteromon 


gi|219846626 


gi|219846625 
34282 


gi|219846497 
36119 


gi|219846466 
Alter 
gi|219846364 
3797117 37986 


gi| 219846356 
3809177 38107 


gi|219846354 


strain CECT 4199 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846291 


Aeromonadales; 


ref|NR_026219.1| Pseudoalteromonas 
3425334 3426769 Pseudoalteromonas 
adales; Pseudoalteromonadaceae; 


ref|NR_026218.1| Pseudoalteromonas 
3426820 3428242 Pseudoalteromonas 
nadales; Pseudoalteromonadaceae; 


ref|NR_026217.1| Shewanella benthica 
93 3429730 Shewanella benthica Bacteria; 
eae; Shewanella. 
ref|NR_026089.1| Aeromonas bestiarum 
33 3613434 Aeromonas bestiarum Bacteria; 
e; Aeromonas. 
ref|NR_026058.1] Shewanella 

3657404 3658910 Shewanella 
omonadales; Shewanellaceae; Shewanella. 
ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 
ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 
ref|NR_025945.1] Aeromonas 
3812327 3813828 Aeromonas 
Aeromonadaceae; 


ref|NR_025881.1] Pseudomonas 
3905392 3906918 Pseudomonas 


Pseudomonadales; Pseudomonadaceae; 


gi|219846258 
3950287 39517 


ref|NR_025848.1| Shewanella violacea 
92 Shewanella violacea Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


400532 Bacteria_ 


strain DSK1 16S r 
G 


Proteobacteria; 
400532 Bacteria_ 


strain CL-SP19 16 
G 


Proteobacteria; 
400532 Bacteria_ 


strain 848 16S ri 
G 


Proteobacteria; 
400532 Bacteria_ 


strain R22 16S ri 
G 


Proteobacteria; 
400532 Bacteria_ 


strain SW-117 16S 
G 


Proteobacteria; 
400532 Bacteria_ 
maritimus strain 
Bacteria; 
400532 Bacteria_ 
strain SEBR 2582 
Proteobacteria; 

400532 Bacteria_ 
pratensis strain 
Bacteria; 
400532 Bacteria_ 


strain KMM 3823 1 


Proteob 


D 


Proteob 


16S 3952467 3952439 29 57 


ibosomal RNA, partial sequence 


16S 3983335 3983307 29 57 


16S 4008678 4008650 29 57 


bosomal RNA, partial sequence 


16S 4010212 4010184 29 57 


bosomal RNA, partial sequence 


16S 4029910 4029882 29 57 


16S 4057024 4056996 29 57 


16S 4066179 4066155 33 57 


16S 4084448 4084420 29 57 


16S 4178984 4178956 29 57 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


ammaproteobacteria; Alteromonadales; 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


gi 
39 


ammaproteobacteria; Alteromonadales; M 


gi 
39 


gi 
40 


ammaproteobacteria; Aeromonadales; Aer 


gi 
40 


gi 


TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


16S ribosomal RNA, partial sequence 4065569 40669 
eltaproteobacteria; Desulfovibrionales 


F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 


I 


I 


4029306 40308 


219846257 
51843 39533 
oritellace 
219846236 
82735 39841 
diomarinac 
219846217 
08054 40095 
omonadacea 
219846216 
09610 40110 
diomarinac 
219846203 


ref |NR_025847.1 


Moritella. 
NR_025826.1 


ae; 
ref 


eae; Idiomarina. 
ref|NR_025807.1 
59 Aeromonas mol 
e; Aeromonas. 

ref|NR_025806.1 


Idiomarina. 
NR_025793.1 


eae; 
ref 


Moritella japonica 


48 Moritella japonica Bacteria; 


Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Aeromonas molluscorum 
luscorum Bacteria; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Shewanellaceae; Shewanella. 
gi|219846182|ref|NR_025772.1| Microbulbifer 
nce 4056429 4057918 Microbulbifer maritimus 
nadales; Alteromonadaceae; Microbulbifer. 
gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
84 Desulfovibrio longus Bacteria; 
; Desulfovibrionaceae; Desulfovibrio. 
gi|219846163|ref|NR_025753.1| Methylobacillus 
e 4083873 4085273 Methylobacillus pratensis 
ilales; Methylophilaceae; Methylobacillus. 
gi|219846094|ref|NR_025684.1| Shewanella waksmanii 


6S ribosomal RNA, partial sequence 4178357 41798 


96 Shewanella waksmanii Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

400532 Bacteria_16S 4213814 4213786 29 57 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

400532 Bacteria_16S 4215368 4215340 29 57 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

407866 Bacteria_16S 883868 883773 1 96 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

407866 Bacteria_16S 1383783 1383688 1 96 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

407866 Bacteria_16S 1968446 1968351 1 96 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

407866 Bacteria_16S 1802474 1802404 1 71 gi|219878334|ref|NR_025473.1| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

407866 Bacteria_16S 1046741 1046664 1 78 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

407866 Bacteria_16S 1176589 1176524 1 66 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 


DSM 16795 16S rib 
Firmicu 
407866 Bacteria_16S 


Bacteria; 


strain DSM 5651 1 
Proteobacteria; 


strain JW/AS-Y6 1 
Firmicutes; Clost 


407866 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


407866 Bacteria_16S 


kaustophilus stra 
kaustophilus Bact 


407866 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


407866 Bacteria_16S 
picturae strain R-5321 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


D 


osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1895850 1895757 1 94 


257910 257839 1 
6S ribosomal RNA, 


72 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
606619 606549 1 71 


tes; Bacillales; Bacillaceae; 


1175949 11773 
Clostr 


gi 


6S ribosomal RNA, partial sequence 1895145 18966 
eltaproteobacteria; Desulfobacterales; 
407866 Bacteria_16S 


gi 


complete sequence 257219 25873 


422881 42442 


gi 


idiaceae; 
219878267 


Desulfoba 
265678890 


Clostridium. 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_029198.1 


265678647 


ref |NR_028952.1 


77 Clostridium bartlettii DSM 16795 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Moorella glycerini 


1 Moorella glycerini Bacteria; 


ridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
3897020 3896949 3 74 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
tes; Lactobacillales; Enterococcaceae; Tetragenococcus. 
219885 219815 1 71 gi| 265678916 |ref|NR_029224.1| Geobacillus 
in BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
423589 423519 1 va! gi|265678772|ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


Oceanobacillus 


605920 607435 Oceanobacillus picturae 
Oceanobacillus. 


407866 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


407866 Bacteria_16S 
strain U 16S ribo 


Bacillales; Bacil 


407866 Bacteria_16S 


carmonensis strai 


carmonensis Bacte 
407866 Bacteria_16S 
necropolis strain 
necropolis Bacter 
407866 Bacteria_16S 
strain 3S-1 16S r 


Firmicutes; Bacil 


407866 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


407866 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


407866 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


407866 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


407866 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


407866 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


407866 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


407866 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


407866 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


407866 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


407866 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


407866 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


407866 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


407866 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


407866 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


407866 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


407866 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


407866 Bacteria_16S 


tes; 


718741 718671 1 
n 123 16S ribosomal RNA, 
Bacillales; 


al 


complete sequ 
Bacillaceae; 


265678569 
ence 71801 
illus. 


gi 


Virgibac 


840150 840080 1 71 gi 
laceae; Geobacillus. 
1790270 1790200 1 71 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1804041 18039711 71 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1871139 1871069 1 71 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2038491 2038421 1 71 


e; 


gi 


lales; Bacillaceae; Virgibacillus. 
2095283 2095213 1 71 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2312286 2312216 1 71 gi 
in 34 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Geobacil 
2698736 2698666 1 71 gi 


gi 


ne 


laceae; Bacillus. 

3303163 3303097 5 
6S ribosomal RNA, 
lales; Salinicoccus. 
4209292 4209222 1 | gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
182781 182716 1 66 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1271686 1271593 1 94 gi 
1 RNA partial sequence 
ia; Desulfobacterales; 
1857352 1857275 1 


71 gi 


nc 
il 


cl 


Desulfobacterac 
78 gi 


bacillales; Carnobacteriaceae; Trichoc 
1892718 1892641 1 78 gi 
train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
2169515 2169438 1 78 gi 
ain FTR1 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; Ca 
3070197 3070120 1 78 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 
3811469 3811392 1 78 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
4171408 41713311 78 gi 
S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
77782 77687 1 96 gi 
in B331 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


oc 


ti 
la 


qu 
rm 


Ss. 


e; 


Ss. 


ue 
ri 


155424 155381 1 44 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
170748 170653 1 96 gi 
osomal RNA, partial sequence 
ammaproteobacteria; 
175274 175179 


ue 


Vibrionales; Vibrion 


1 96 gi 


ammaproteobacteria; Vibrionales; Vibri 
280448 280353 1 96 gi 


on 


265678486 
somal RNA, partial sequence 839468 840930 Geoba 


219878342 
s 
ae 
219878333 
s 


219878287 
1870444 18719 


219878169 
16S ribosomal RNA, partial sequence 2037802 20393 


219878125 
2094597 20961 


219857521 
lu 
219857189 
2698052 2699555 Bacil 


219846719 
complete sequence 3302462 33040 


219846069 
265678941 
182124 18361 
219846399 
1271016 1272493 Desul 
ea 
219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


219878269 


219857622 


219846875 


219846355 


equence 
Virgib 


’ 


equence 
Virgiba 


e 23115 


Ss. 


e 42085 
lus. 


ostridiu 


e; Desul 


cus. 


al seque 
ceae; Ba 


ence 
obacteri 


30695 


38107 
Carnoba 


219846099 
4170715 41722 


265679012 


265678959 
idiales; 
265678949 
170036 17150 


265678946 
6S ribosomal RNA, partial sequence 174571 17599 


265678873 


nce 


a; Desul 


nce 
Cc 


Vv 


aceae; 


aceae; V 


ref|NR_028873.1| Virgibacillus 
9 719581 Virgibacillus marismortui 
ref|NR_028789.1| Geobacillus uzenensis 
cillus uzenensis Bacteria; Firmicutes; 
ref|NR_025481.1| Virgibacillus 

1789570 1791087 Virgibacillus 
acillus. 
ref|NR_025472.1| Virgibacillus 

1803341 1804862 Virgibacillus 
cillus. 
ref|NR_025426.1| Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 
ref|NR_025308.1| Virgibacillus proomii 


07 Virgibacillus proomii Bacteria; 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


ref|NR_025109.1 
80 2313074 Geobac 


Geobacillus 
illus subterraneus 


Bacillus asahii strain 
ria; Firmicutes; 


ref 
lus 


NR_024817.1 
asahii Bacte 


Salinicoccus roseus 
roseus Bacteria; 


ref |NR_026311.1 
04 Salinicoccus 


Lentibacillus 
acillus salicampi 


ref|NR_025659.1 
91 4210111 Lentib 


ref|NR_029249.1| Clostridium irregulare 
2 Clostridium irregulare Bacteria; 

m. 

ref|NR_025990.1| Desulfonema magnum DSM 
fonema magnum Bacteria; Proteobacteria; 
fonema. 

ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


ref|NR_025408.1| Bacillus 

nce 1892040 1893527 Bacillus 

cillus. 

ref|NR_025211.1| Carnobacterium 
2168820 2170305 Carnobacterium 

aceae; Carnobacterium. 

ref|NR_026467.1| Vagococcus lutrae 

11 3070973 Vagococcus lutrae Bacteria; 

ref|NR_025946.1| Carnobacterium 

56 3812276 Carnobacterium funditum 

cterium. 

ref|NR_025689.1| Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


ref |NR_029320.1| Desulfospira 
77090 78536 Desulfospira 
fobacterales; Desulfobacteraceae; 
ref |NR_029267.1| Clostridium 
154728 156242 Clostridium 
lostridiaceae; Clostridium. 


sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 


ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 
ibrio. 

ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 
ibrio. 

ref|NR_029179.1] Geobacter 


279814 281221 Geobacter 


sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


Geobacter. 


407866 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 


Moorella group; M 
407866 Bacteria_16S 
strain Tf 16S rib 


Firmicutes; Bacil 


407866 Bacteria_16S 


satelles strain V 
satelles Bacteria 


407866 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


407866 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


407866 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


407866 Bacteria_16S 


strain SW32 16S r 
Proteobacteria; G 


407866 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


407866 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; G 


407866 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


407866 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


407866 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


407866 Bacteria_16S 


strain SW-47 16S 


osomal RNA, partial sequence 


ammaproteobacteria; Vibrionales; Vibri 
1849976 1849881 1 96 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacteria 
1860417 1860354 1 64 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


al 
er 


2093736 2093641 1 96 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


se 
te 


2101341 2101278 1 64 
ribosomal RNA, partial sequence 


gi 


on 
219878302 
eq 


510382 51190 


aceae; 


uence 


v 


219878294 
sequenc 
ia; Alte 


219878126 


quence 
ria; 


219878121 
2100672 21021 


Vv 


Xantho: 


Xan 


ibri 
ref 


Oo. 
NR_025441.1 


monadales; 


ref |NR_025433.1 


romonadales; 


NR_025265.1 
2093069 20945 
thomonadales; X 


ref |NR_025260.1 


1849299 185079 
Xanth 


e 1859752 186123 
Alt 


4 
a 


332356 332313 1 44 gi|265678839|ref|NR_029144.1| Moorella 
a strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
a Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
oorella. 

511093 511022 1 72 gi|265678711|ref|NR_029016.1| Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


lales; Bacillaceae; Geobacillus. 

783595 783500 1 96 gi|265678523|ref|NR_028827.1| Shuttleworthia 
PI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

993324 993281 1 44 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 

OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
tes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

1155295 1155224 1 72 gi|253680753|ref|NR_028001.1| Oceanobacillus 
16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
tes; Bacillales; Bacillaceae; Oceanobacillus. 

1409203 1409108 1 96 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 

ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

1483834 1483739 1 96 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
ibosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

1653405 1653310 1 96 gi|219878439|ref|NR_025578.1| Thermomonas brevis 
S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 


ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 
1793299 1793204 1 96 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
osomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Thermomonas 
6 Thermomonas 


nthomonadaceae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

407866 Bacteria_16S 2254434 2254391 1 44 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

407866 Bacteria_16S 2507680 2507637 1 44 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

407866 Bacteria_16S 2564877 2564814 1 64 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
407866 Bacteria_16S 2643310 2643243 1 68 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

407866 Bacteria_16S 2877500 2877405 1 96 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

407866 Bacteria_16S 2976143 2976100 1 44 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 


Firmicutes; Clost 


407866 Bacteria_16S 
in DSM 1292 16S ribosomal RNA, partial 
eria; 
407866 Bacteria_16S 

train Z-7940 16S ribosomal RNA, partia 
acteria; 


sartagoforme stra 
sartagoforme Bact 


histidinovorans s 
histidinovorans B 


ridia; Clostridiales; cl 


3036875 3036832 1 


Clostridiaceae; 

44 gi 
s 
Clostridia 
gi 


Firmicutes; Clostridia; 

3088272 3088229 1 44 
1 
ri 


Firmicutes; Clostridia; Clost 


407866 Bacteria_16S 
strain WV6 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


equence 
les; 


diales; 


3248637 3248594 1 44 gi 


Clostridiales; Clostridiaceae; 


219846755 
3247999 3249330 Clostridium isatidis Bacteria; 
Clostridium. 


ostridiu 
219846898 


Clo 
219846863 
sequence 


m. 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref |NR_026347.1 


Clostridium 

6 Clostridium 
stridium. 
Natronincola 

0 Natronincola 
Natronincola. 
Clostridium isatidis 


407866 Bacteria_16S 
hydrogenotrophica 
hydrogenotrophica Bacteria; Firmicutes; 
407866 Bacteria_16S 3322850 3322807 1 


3298553 3298482 1 


aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial 
Clostridia; 


aotearoense Bacteria; Firmicutes; 
Incertae Sedis; Thermoanaerobacterium. 
407866 Bacteria_16S 3528682 3528639 1 
strain DSM 6736 1 
Firmicutes; Clostridia; Clostridiales; 
407866 Bacteria_16S 3534701 3534610 1 
pseudalcaliphilus 
pseudalcaliphilus Bacteria; Firmicutes; 
407866 Bacteria_16S 3661205 3661162 1 
strain IC079 16S 
Proteobacteria; 
407866 Bacteria_16S 
strain Pasteur II 
Firmicutes; Clostridia; Clostridiales; 
407866 Bacteria_16S 3720066 3720023 1 
strain 2585 16S ribosomal RNA, 
Firmicutes; Clostridia; 
407866 Bacteria_16S 
palmitatis strain 
Bacteria; 
407866 Bacteria_16S 


3711096 3711053 1 


Clostridiales; 
3773625 3773530 1 


4005736 4005673 1 


chungwhensis strain BH030046 16S ribosomal RNA, partial 


chungwhensis Bacteria; 
Salinimonas. 
407866 Bacteria_16S 
strain TF-22T 16S 


Proteobacteria; 


4045159 4045096 1 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
407866 Bacteria_16S 4128277 4128214 1 64 gi|219846131|ref|NR_025721.1 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 412904 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Aestuariibacter. 

407866 Bacteria_16S 52201 52131 1 71 gi| 265679029 |ref|NR_029337.1 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

407866 Bacteria_16S 80694 80624 1 71 gi|265679010|ref|NR_029318.1 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 

Firmicutes; Bacillales; Listeriaceae; Listeria. 

407866 Bacteria_16S 474290 474220 1 71 gi|265678735|ref|NR_029040.1 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 


phoeniculicola Bacteria; 
407866 Bacteria_16S 


Firmicutes; 
526308 526238 1 


72 


strain S5a36 16S ribosomal RNA, partial 


Clostridia; 
44 


44 


92 


Bacillales; 
44 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alt 


44 


I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


44 


complete sequence 
Clostridiaceae; 


96 


64 


Gammaproteobacteria; 


64 


ribosomal RNA, partial sequence 


Lactobacillales; 


i 


gi|219846722 


gi|219846704 


gi| 219846557 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


gi|219846553 


DSM 8725 16S ribosomal RNA, partial sequence 
Bacil 


laceae; 


gi|219846464 


3660516 36619 


eromonadaceae; Glaciecol 
gi|219846429|ref|NR_026020.1 
37104 
Clostridium. 
gi|219846422|ref|NR_026013.1 
3719395 37209 
Clostridium. 
gi| 219846382 |ref|NR_025973.1 


SDBY1 16S ribosomal RNA, partial sequence 37729 
Proteobacteria; Deltaproteobacteria; Desulfur 


219846221 
sequence 


gi 


gi|219846190 


4044490 40459 


gi|265678701 


contaminans strain R-16222 16S ribosomal RNA, partial sequence 


contaminans Bacteria; 
407866 Bacteria_16S 


Firmicutes; Bacil 
832594 832524 1 


moraviensis strain 330 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Bacteria; Firmicutes; 
407866 Bacteria_16S 


Lactobacillales; 
957958 957888 1 


caldoxylosilyticus strain $1812 16S ribosomal RNA, part 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Ba 


407866 Bacteria_16S 996408 996338 1 
strain B1333 16S ribosomal RNA, complet 
Firmicutes; Lactobacillales; Carnobacte 
407866 Bacteria_16S 1055746 1055676 1 


lales; 
71 


TL 


71 
e sequence 
riaceae; 
71 


Bacillace 


gi|265678491 


gi| 265678406 


gi| 265678380 


995703 99724 
Granulicatella. 


gi| 265678340 


ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 


ryukyuensis Bacteria; 
407866 Bacteria_16S 
1139 16S ribosomal RNA, 
Bacillales; Bacillaceae; 


Firmicutes; Bacil 
1087236 1087166 1 
complete sequen 
Bacillus. 


407866 Bacteria_16S 1315351 1315281 1 71 gi| 228716557 |ref|NR_027552.1 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 131617 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

407866 Bacteria_16S 1513834 1513764 1 ig’ gi|219878119|ref|NR_025258.1 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 15146 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

407866 Bacteria_16S 1586415 1586345 1 71 gi| 219878487 |ref|NR_025626.1 


lales; 
ae 
ce 


LMG 22167 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Bacillus. 


Bacillaceae; 


gi| 265678318 


1086532 1088056 Bacil 


1585730 1587233 Bacillus humi Bacteria; 


sequence 3297885 329934 
Clostridiales; 


sequence 3322195 332367 
Thermoanaerobacterales; 


omonadales; 


Alteromonadales; 


Enterococcaceae; 


ae; Anoxybacil 


83188 
Enterococcus. 


ial sequence 957258 95877 
cillaceae; 


Paraliobacillus. 


ref |NR_026314.1 
Blautia. 


ref|NR_026296.1 


ref|NR_026149.1 


ref|NR_026145.1 
3534017 353553 

Bacillus. 

ref|NR_026056.1 


41 3774411 Desulf 


ref|NR_025811.1 
4005071 400647 
Alte 


ref|NR_025780.1 


Enterococc 
ref|NR_029006.1 

525601 527141 
lus. 
ref |NR_028794.1 
6 833394 Entero 
ref |NR_028708.1 
3 
Geobacillus. 
ref |NR_028682.1 


NR_028642.1 
5 


ref 
lus 


NR_028620.1 
akibai Bacte 


Desulfuromonadaceae; 


0 Granulicatella 


Blautia 
2 Blautia 


Thermoanaerobacterium 
2 Thermoanaerobacterium 


Thermoanaerobacterales Family III. 


Clostridium quinii 


95 Clostridium quinii Bacteria; 
Clostridium. 


Bacillus 
4 Bacillus 


Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Clostridium septicum 


25 3711931 Clostridium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Desulfuromonas 

uromonas palmitatis 

Desulfuromonas. 
Salinimonas 

7 Salinimonas 

romonadaceae; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Enterococcus asini 


asini Bacteria; 


Listeria innocua 


Listeria innocua Bacteria; 


Enterococcus 
Enterococcus 
us. 
Anoxybacillus 
Anoxybacillus 


Enterococcus 
coccus moraviensis 


Geobacillus 
Geobacillus 


Granulicatella elegans 
elegans Bacteria; 


Paraliobacillus 
2 Paraliobacillus 


Bacillus akibai strain 
ria; Firmicutes; 


Bacillus subtilis 
3 Bacillus subtilis 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Bacillus humi strain 
Firmicutes; 


407866 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


407866 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


407866 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


407866 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


407866 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


407866 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


407866 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


407866 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


407866 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


407866 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


407866 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


407866 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


407866 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


407866 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


407866 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


407866 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


407866 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


407866 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


407866 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


407866 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


1587976 1587906 1 71 


gi 
bacillales; Enterococcaceae; Enterococ 
1635233 1635163 1 71 gi 
n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1689978 1689908 1 71 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1842314 1842244 1 PL gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1843879 1843809 1 71 
S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 
1940984 1940914 1 71 


cu 


ce 
co 


ne 
co 


gi 
Isobaculu 
gi 
lales; Bacillaceae; Bacillus. 
1960859 1960789 1 71 gi 

16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 
1974335 1974265 1 71 gi 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Marinibacillus. 
2115026 2114956 1 71 gi 
ibosomal RNA, partial sequence 


Ss. 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 
2266833 2266763 1 71 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2285213 2285143 1 71 
54 16S ribosomal RNA, partial 
lales; Bacillaceae; Bacillus. 
2444274 24442041 71 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2551076 2551006 1 71 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2589494 2589424 1 qa gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2592647 2592577 1 71 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2621879 2621809 1 71 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2628031 2627961 1 vai gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2634045 2633975 1 71 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2697182 2697112 1 | gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2725952 2725882 1 71 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2739471 2739429 2 44 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 


gi 


gi 
sequence 


e 
mi 


cu 


cu 


en 
mi 


ne 
ac 


se 
co 


eq 
ac 


ce 
S; 


s 


16 
ccus. 


e 16 
ccus. 


mM. 


19 


22 


24 
crobi 


parti 
es; B 


25 
s 


25 
s 


ce 26 
crobi 


e 26 
illus 


quenc 
ccace 


uence 
eae; 


27 
Ther 


2769207 2769137 1 71 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


219878486 
16S ribosomal RNA, partial sequence 1587284 15887 


219878453 


345 


219878414 


892 


219878307 
1841624 18431 


219878306 
1843183 18446 


219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


219878221 


601 


219878212 
1973642 19751 


219857658 
2114343 21158 


2191612 21930 


219857555 
2266147 22676 


219857542 


845 


219857423 


435 
um. 


219857343 


al 
aci 


219857275 


888 


219857273 


919 


219857251 


212 
um. 


219857246 


273 


219857236 


e 
ae; 


219857190 


Ano 


219857170 
2725265 27 


267 


219857161 


388 
mod 


219857138 
2768556 2770007 Bacillus okuhidensis Bacteria; 


ref|NR_025625.1| Enterococcus italicus 
92 Enterococcus italicus Bacteria; 
ref|NR_025592.1] Planococcus 


30 1635961 Planococcus maitriensis 
ref|NR_025553.1 


86 1690816 Planoc 


Planococcus 
occus rifietoensis 


ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref|NR_025360.1 
67 1961603 Vagoco 


Vagococcus fessus 
ccus fessus Bacteria; 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref|NR_025247.1| Planococcus maritimus 
49 Planococcus maritimus Bacteria; 


lales; Planococcaceae; Planococcus. 
2186189 2186119 1 71 gi|219857608|ref|NR_025197.1| Carnobacterium 
PL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 
2192290 21922201 71 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 


37 Amphibacillus tropicus Bacteria; 


ref|NR_025143.1| Geobacillus toebii 
57 Geobacillus toebii Bacteria; 


ref|NR_025130.1 
30 2285939 Bacill 


Bacillus sonorensis 
us sonorensis Bacteria; 


ref|NR_025011.1| Planomicrobium 
92 2445097 Planomicrobium koreense 


Bacillus subtilis 
4 2551802 Bacillus 
Ss 

Enterococcus mundtii 
coccus mundtii Bacteria; 


ref 
sequ 


NR_024931.1 
ence 255039 
llaceae; Bacillu 
ref |NR_024906.1 
00 2590328 Entero 


ref |NR_024904.1 
38 2593451 Entero 


Enterococcus dispar 
coccus dispar Bacteria; 


ref |NR_024881.1| Planomicrobium 
00 2622680 Planomicrobium mcmeekinii 


ref |NR_024876.1 
22 2628862 Gracil 


Gracilibacillus 
ibacillus halotolerans 


NR_024864.1 
2633347 263479 
nomicrobium. 
NR_024818.1 
0 


Planomicrobium 
1 Planomicrobium 


Anoxybacillus 
1 Anoxybacillus 


NR_024798.1| Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 


ref |NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref |NR_024766.1 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Bacillus okuhidensis 


407866 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


407866 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


407866 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


407866 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


tes; 


407866 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


407866 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


407866 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


407866 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


407866 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


407866 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 


407866 Bacteria_16S 


stackebrandtii st 
stackebrandtii Ba 


407866 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


tes; 


407866 Bacteria_16S 


strain N-3 16S ri 
Firmicutes; Bacil 


407866 Bacteria_16S 


JMM-4 16S ribosomal RNA, partial sequence 
Anaerobacillus. 


Bacillales; Bacil 


407866 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


ia; 


407866 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


407866 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


407866 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


407866 Bacteria_16S 


strain ATCC 29176 16S ribosomal RNA, partial sequence 
Firmicutes; 


29176 Bacteria; 


lales; 


lales; 


lales; 


lales; 


eria; 


teria; 


lales; 


6S ribosomal RNA, 


lales; 


lales; 


somal RNA, 


laceae; 


lales; 


eria; 


; Firmicutes; 


eria; 


cteria; 


bosomal RNA, 


lales; 


laceae; 


teria; 


2871176 2871106 1 


Bacillaceae; 
2875918 2875848 1 


Bacillaceae; 
2880630 2880560 1 


Bacillaceae; 
2882183 2882113 1 


Bacillaceae; 
2998983 2998913 1 


Firmicutes; 
3089822 3089752 1 


Firmicutes; 
3122866 3122796 1 


Bacillales; 
3539395 3539325 1 


Bacillaceae; 
3540967 3540897 1 


Bacillaceae; 
3544078 3544008 1 


Bacillaceae; 
3545634 3545564 1 


Bacillus. 
3611155 3611085 1 


Planococcaceae; 
3930533 3930463 1 


Firmicutes; 
3932077 3932007 1 


IFU 12706 16S ribosomal RNA, 
Lactobacillales; 


4004275 4004205 1 


Firmicutes; 
4043655 4043585 1 


Firmicutes; 
4131271 41312011 


Bacillales; 
4212349 4212279 1 


Bacillaceae; 
4221580 4221510 1 
4224559 4224493 5 


Firmicutes; 
375808 375716 1 


ain XIL14 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
685481 685388 1 


902237 902196 1 
Proteobacteria; 
1364069 1363976 1 


Clostridia; 


complete sequence 


71 


6S ribosomal RNA, partial sequence 
Bacillus. 


71 


6S ribosomal RNA, partial sequence 
Bacillus. 


cE! 


S ribosomal RNA, partial sequence 
Bacillus. 


up 


S ribosomal RNA, partial sequence 
Bacillus. 


FL 


in DSM 2641 16S ribosomal RNA, partial 
Bacillales; 


71 


ain M1975/96/1 16S ribosomal RNA, part 
Lactobacillales; 


71 


TL 


vel 


FL 


ek 


Fi 


16S ribosomal RNA, partial sequence 
Planococcus. 


val 


in IFO 12536 16S ribosomal RNA, partia 
Bacillales; 


TE 
c 


74 


in BH030062 16S ribosomal RNA, partial 
Bacillales; 


ou 


rain K22-03 16S ribosomal RNA, partial 
Bacillales; 


71 


SF-57 16S ribosomal RNA, partial sequ 
Planococcaceae; 


7h 


complete sequence 
Geobacillus. 


71 
42 


e fal 
Sa 
94 


c 


94 


In04 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


42 
Gammapr 
94 


Clostri 


gi|219856877 
2870477 28720 


gi|219856874 
2875223 28767 


gi| 219856871 
2879945 28814 


gi|219856870 
2881499 28830 


219846924 
sequence 
eae; 
219846862 
ia 
rnobacteri 
219846840 


gi 


Bacillac 
gi 


Ca 
gi 


RAOx1 16S ribosomal RNA, partial sequence 31221 
Paenibacillaceae; Aneur 


inibacil 


gi|219846550 


6S ribosomal RNA, partial sequence 3538695 35402 
Bacillus. 


gi|219846549 


complete sequence 3540266 35417 
Bacillus. 


gi| 219846547 


6S ribosomal RNA, complete sequence 3543393 35448 
Bacillus. 


gi|219846546 
3544949 35464 


219846498 
36104 


gi 


219846274 
1 sequence 
caceae; Pl 
219846272 
sequence 


gi 


Planococ 
gi 
omplete 


Carnobacteriaceae; 


219846222 
sequence 
eae; 
219846191 
sequence 
occaceae; 
219846126 
ence 41305 
Marinibacillus. 
gi|219846067 
4211641 42131 


gi 


Bacillac 
gi 


Planoc 
gi 


gi|219846060 
20889 4222400 Bacil 


gi|219846055 


DSM 5352 16S ribosomal RNA, partial sequence 
Bacillales; 


linicoccus. 
gi| 265678804 
omplete sequence 
Paenibacillaceae; 
gi| 265678592 
68477 
acterales; 


gi|265678443 


ain ALJD 16S ribosomal RNA, partial sequence 
teria; 


oteobacteria; Chro 


gi|228719063 


diales; Ruminococc 


Anoxybaci 


Pontibaci 


ref|NR_024696.1 


ref|NR_024693.1 


ref|NR_024690.1 


ref |NR_024689.1 


ref|NR_026516.1 
2998293 299981 
llus. 


ref|NR_026454.1 


1 sequence 3089141 309052 


aceae; Granulica 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref|NR_026142.1 


ref|NR_026141.1 


ref|NR_026139.1 


ref|NR_026138.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref |NR_025864.1 

3929851 393132 
anomicrobium. 
ref |NR_025862.1 
3931373 393277 
Granulicatell 
NR_025812.1 
2 


o@ 


NR_025781.1 
4042976 404443 
Planococcus. 
ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025657.1 


ref 
lus 


NR_025650.1 
macyae Bacte 


ref|NR_025645.1 
4223876 422538 


ref|NR_029109.1 

375101 376646 
Paenibacillus. 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 


54 Bacillus cohnii Bacteria; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Granulicatella 
3 Granulicatella 
tella. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Planococcus citreus 
occus citreus Bacteria; 


Planomicrobium 
2 Planomicrobium 


Granulicatella 
8 Granulicatella 
Pontibacillus 
0 Pontibacillus 


Planococcus 
9 Planococcus 


Marinibacillus 
bacillus campisalis 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Salinicoccus 
3 Salinicoccus 


Paenibacillus 
Paenibacillus 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


ref|NR_027579.1 


aceae; Ruminococ 


Ruminococcus lactaris 


1363415 1364816 Ruminococcus lactaris ATCC 


cus. 


407866 Bacteria_ 
strain PC18 16S r 
Clost 
407866 Bacteria_ 


Firmicutes; 


strain DSM 11713 
Firmicutes; 


strain KCTC 3666 
Firmicutes; 


Bacil 
407866 Bacteria_ 


Bacil 


16S 1518306 1518217 1 90 


ibosomal RNA, partial sequence 


gi 


16S 1891197 1891120 1 78 gi 


lales; 
16S 


Bacillaceae; Bacillus. 


2450374 2450309 1 66 gi 


219857618 


1517647 15191 
ridia; Clostridiales; Lachnospiraceae; 


H 
219878270 


16S ribosomal RNA, partial sequence 1890504 18919 


219857419 


16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyel 


la 


espellia. 


ref|NR_025207.1| Hespellia stercorisuis 
15 Hespellia stercorisuis Bacteria; 


ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


ref|NR_025007.1| Laceyella putida 
92 Laceyella putida Bacteria; 


407866 Bacteria_16S 2470098 2470057 1 42 gi|219857403|ref|NR_024991.1| Thioalkalivibrio 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 2469412 2470870 Thioalkalivibrio nitratis 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
407866 Bacteria_16S 2794857 2794792 1 66 gi|219857120|ref|NR_024748.1| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

407866 Bacteria_16S 2907895 2907822 5 78 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

407866 Bacteria_16S 3038429 3038352 1 78 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

407866 Bacteria_16S 31050 30974 1 77 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

407866 Bacteria_16S 766630 766586 1 45 gi|265678535|ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

407866 Bacteria_16S 831037 830969 3 71 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

407866 Bacteria_16S 1329138 1329094 1 45 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

407866 Bacteria_16S 2921758 2921666 1 93 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

407866 Bacteria_16S 3274187 32741111 77 gi| 219846738 |ref|NR_026330.1| Eubacterium callanderi 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

407866 Bacteria_16S 3411151 34111071 45 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

407866 Bacteria_16S 4070766 4070722 1 45 gi|219846172|ref|NR_025762.1| Veillonella caviae 


strain PV1 16S ri 
Clost 
407866 Bacteria_ 
strain 12B4 16S r 
Clost 


Firmicutes; 


Firmicutes; 


407866 Bacteria_ 
wiegelii strain R 
Firmicu 


Bacteria; 


407866 Bacteria_ 
succinoxidans str 
succinoxidans Bac 


Desulfuromusa. 


407866 Bacteria_16S 


strain Kysw2 16S 
Proteobacteria; 


Firmicutes; 


D 
407866 Bacteria_16S 
strain W6 16S rib 
Clost 
407866 Bacteria_16S 
intestinale strai 
intestinale Bacte 
407866 Bacteria_16S 
collagenovorans s 
collagenovorans B 
407866 Bacteria_16S 


bosomal RNA, partial sequence 


ridia; Clostridiales; Veillonellaceae; 


4070099 40715 
Veillonel 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 


Pelobacter. 


00 Veillonella caviae Bacteria; 
la. 


16S 21803 21760 1 44 gi|265679049|ref|NR_029357.1| Propionispira arboris 
ibosomal RNA, partial sequence 21157 22626 #Propionispira arboris Bacteria; 
ridia; Clostridiales; Veillonellaceae; Propionispira. 

16S 105153 105110 1 44 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 
t8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
16S 141758 141664 1 96 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 

ain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 

teria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 

143242 143147 1 96 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
eltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

150751 150708 1 44 gi|265678962|ref|NR_029270.1| Clostridium litorale 
osomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

161524 161481 1 44 gi| 265678955 |ref|NR_029263.1| Clostridium 
n Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

187469 187426 1 44 gi|265678938|ref|NR_029246.1| Clostridium 
train SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

199681 199586 1 96 gi|265678930|ref|NR_029238.1| Pelobacter 


198985 200521 Pelobacter 


407866 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


407866 Bacteria_16S 


strain 40 16S rib 


polysaccharolytic 
Thermoanaerobacte 


massiliensis stra 
massiliensis Bact 


strain AIP 354.02 
Firmicutes; Clost 


407866 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


407866 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


407866 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


407866 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


407866 Bacteria_16S 


strain 3wC2 16S r 
Firmicutes; Clost 


407866 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


407866 Bacteria_16S 


odorimutans Bacte 
Anaerovorax. 


407866 Bacteria_16S 


S ribosomal RNA, partial sequence 


osomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; 


407866 Bacteria_16S 


212133 212090 1 44 gi|265678921|ref|NR_029229.1 
211461 212968 Clostridium baratii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
222860 222765 1 96 gi|265678914|ref|NR_029222.1 
222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; ‘ 
407866 Bacteria_16S 269840 269797 1 44 gi|265678880|ref|NR_029186.1 
um strain KMTHCJT 16S ribosomal RNA, partial sequence 
Thermoanaerobacterium polysaccharolyticum Bacteria; 
rales; Thermoanaerobacterales Family III. 
407866 Bacteria_16S 


394255 394212 1 44 gi|265678792|ref|NR_029097.1 


582559 582488 1 72 gi|265678664|ref|NR_028969.1 
581868 583371 Caldithrix abyssi Bacteria; 


590012 589969 1 44 gi| 265678659 |ref|NR_028964.1 


664373 664330 1 44 gi|265678606|ref|NR_028911.1 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 


ria; Firmicutes; Clostridia; Clostridiales; 


665953 665910 1 44 gi| 265678605 |ref|NR_028910.1 
strain WoG13 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; 
407866 Bacteria_16S 
quence 


850550 850507 1 44 gi|265678479|ref|NR_028782.1 
strain OS Hl 16S ribosomal RNA, partial sequence 


Clostridium baratii 


Vibrio campbellii 


Vibrio 
Thermoanaerobacterium 


269183 270620 


Firmicutes; Clostridia; 

Incertae Sedis; Thermoanaerobacterium. 
392760 392666 1 96 gi| 265678793 |ref|NR_029098.1 
in 2301065 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Bacillales; Paenibacillaceae; 
407866 Bacteria_16S 


Paenibacillus 
392074 393575 Paenibacillus 
Paenibacillus. 
Oribacterium sinus 


393626 394999 Oribacterium sinus Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Oribacterium. 
411234 411163 1 72 gi|265678780|ref|NR_029085.1 
GDA154 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
432903 432836 1 68 gi|265678766|ref|NR_029071.1 
GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
486494 486399 1 96 gi| 265678727 |ref|NR_029032.1 


Lactobacillus 
10506 412073 Lactobacillus 


cS 
n 


Paenibacillus 


Vibrio ponticus strain 


485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 


Caldithrix abyssi 


Clostridium colicanis 


589361 590795 Clostridium colicanis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
652341 652298 1 44 gi| 265678615 |ref|NR_028920.1 


Clostridium uliginosum 


651676 653112 Clostridium uliginosum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
653798 653755 1 44 gi|265678614|ref|NR_028919.1 
azorensis strain MV1087 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
407866 Bacteria_16S 


Caloranaerobacter 


ence 653163 654605 Caloranaerobacter azorensis 


Caloranaerobacter. 
= Anaerovorax 
663698 665185 Anaerovorax 


Clostridiales Family XIII. Incertae Sedis; 


Pelospora glutarica 


665236 666735 Pelospora glutarica Bacteria; 
Pelospora. 
761964 761874 1 92 gi| 265678538 |ref|NR_028842.1 
nematophilus strain NEMla 16S ribosomal RNA, partial se 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
407866 Bacteria_16S 


Paenibacillus 
761257 762788 Paenibacillus 
Paenibacillus. 
Heliorestis baculata 


849874 851358 Heliorestis baculata Bacteria; 
Heliorestis. 
905249 905206 1 44 gi| 265678441 |ref|NR_028743.1 
siderophilus strain SR4 16S ribosomal RNA, partial sequ 


Thermoanaerobacter 


ence 904558 906118 Thermoanaerobacter 


siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 
407866 Bacteria_16S 


931570 931475 1 96 gi|265678424|ref|NR_028726.1 


algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 


Clostridium 


930884 932385 Clostridium 


algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


407866 Bacteria_16S 


salivarius strain 


407866 Bacteria_16S 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; 


407866 Bacteria_16S 


933153 933082 1 72 gi|265678423|ref|NR_028725.1 
HO 66 16S ribosomal RNA, complete sequence 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
939316 939273 1 44 gi| 265678419 |ref|NR_028721.1 


strain BT-H1l 16S ribosomal RNA, complete sequence 938639 


oe Lactobacillus 
932436 934005 Lactobacillus 


n 


Heliorestis daurensis 


940155 Heliorestis daurensis Bacteria; 
Heliorestis. 
991765 991694 1 72 gi| 265678383 |ref|NR_028685.1 


Citrobacter rodentium 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
407866 Bacteria_16S 


sequence 


Enterobacteriaceae; Citrobacter. 
1032881 1032810 1 72 gi|265678356|ref|NR_028658.1 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial 


Lactobacillus 
1032165 1033720 Lactobacillus 


satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


407866 Bacteria_16S 


pacificum DSM 12653 16S ribosomal RNA, partial sequence 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Carboxydibrachium 


1194697 1194654 1 44 gi|228715634|ref|NR_027536.1 
1194029 1195514 Carboxydibrachium pacificum 


Carboxydibrachium 


407866 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


407866 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


407866 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


407866 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacter brockii subsp. brockii Bacteria; 


Thermoanaerobacte 


407866 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


407866 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


407866 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


407866 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


407866 Bacteria_16S 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


407866 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


407866 Bacteria_16S 


strain KMM 241 16 
Proteobacteria; G 


407866 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


407866 Bacteria_16S 
16S ribosomal RNA, partial sequence 1776030 17774 


strain LMG 20362 


Proteobacteria; G 


407866 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


407866 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


407866 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


407866 Bacteria_16S 


strain LMG 20536 


Proteobacteria; G 


407866 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


407866 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


407866 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


407866 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


407866 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


407866 Bacteria_16S 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


1223342 1223299 1 44 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1237060 1236965 1 96 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1265549 1265506 1 44 gi 


gi 
Ca 


en 
sp 


ridiales; Clostridiaceae; Clostridium. 
1313763 13137201 44 gi 


ockii strain HTD4 16S ribosomal RNA, 


pa 
rales; Thermoanaerobacteraceae; Thermo 
1356647 1356604 1 44 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1429117 1429022 1 96 gi 
in USAM 3C 16S ribosomal RNA, partial 

eria; Proteobacteria; Gammaproteobacte 


an 


qu 
os 


se 
ri 


1435264 1435197 1 68 gi 
n 20CM 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
1491423 1491328 1 96 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1516849 1516754 1 96 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


en 
ni 


os 


s 
ct 


1519818 1519747 1 72 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1700832 1700789 1 44 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
1734280 1734185 1 96 gi 


gi 


H 


ammaproteobacteria; Vibrionales; Vibri 
1778241 1778174 1 68 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1794854 1794759 1 96 gi 


on 
1 
ci 
ia; Vibrionales; Vibrionaceae; Vibrio. 


1796339 1796244 1 96 gi 


ammaproteobacteria; Vibrionales; Vibri 
1797893 1797798 1 96 gi 


on 


ammaproteobacteria; Vibrionales; Vibri 
1869578 1869535 1 44 gi 


on 


ammaproteobacteria; Alteromonadales; Alt 
1915054 1914987 1 68 gi 
n CM1l 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2051000 2050957 1 44 gi 


nc 
ni 


ridia; Clostridiales; Veillonellaceae; 
2190793 2190723 1 71 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 


en 
il 


219878346 
1222664 12241 


219878251 
219846539 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


228718892 


228720131 


224581439 


224581431 


219846902 


219873435 


219857617 
1519166 15206 


219878407 
1700153 17016 


219878385 


219878351 


219878339 
1794167 1795601 Vibri 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


219878337 
16S ribosomal RNA, partial sequence 1797206 17986 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 


219878252 


219878158 
6S ribosomal RNA, partial sequence 2050314 20518 
Anaerosin 
219857605 


ref 
minicella. 
ref 
ce 12363 
iraceae; Par 


ref 


ref 
rtial sequen 
aerobacter. 
ref 
ence 
tridiales; C 
ref 
quence 
a; Xanthomon 
ref 
ce 14345 
bacillus. 
ref 
14907 
tridiaceae; 
ref 
equence 
eria; Desulf 
ref 


espellia. 

ref 

eromonadacea 
ref 


in Mz 5 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Lachnos 
1776717 1776622 1 96 gi| 219878352 |ref 


ibri 
ref 


aceae; V 
sequence 
llaceae; Pae 
ref 


o xu 
ref 


ibri 
ref 


aceae; V 


ibri 
ref 


aceae; V 


eromonadacea 
ref 
e 19143 
bacillus 


ref 


us. 
ref 
ce 21901 
lus. 


2277583 2277540 1 44 gi 

5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2387973 2387930 1 44 gi 


e 
oc 


tes; Clostridia; Thermoanaerobacterales; 


219857548 


219857468 
2387307 2388807 Thermoanaerobacter yonseiensis 
Thermoanaerobacteraceae; 


ref 
22768 


cales; Methy 


92 1237878 Paras 


Firmicutes; 


1356004 13574 


1428427 14299 


76 1436085 Paeni 


49 1492247 Clost 


1516159 15175 


1733638 17350 


1777548 17790 


61 1915860 Paeni 


08 2191561 Amphi 


93 2278392 Methy 


NR_025485.1 


NR_025390.1 
Pp 
asporobacter 
NR_026131.1 


NR_027577.1 
ce 131309 


NR_027589.1 
8 
lostridiacea 
NR_027221.1 
2 
adales; Xant 
NR_027213.1 
b 


NR_026494.1 
xr 
Clostridium. 

NR_025194.1 
9 


obacterales; 


NR_025206.1 


NR_025546.1 


e; Glaciecol 
NR_025524.1 
7 
piraceae; Ps 
NR_025491.1 


oO. 
NR_025490.1 
5 
nibacillus. 
NR_025478.1 
ii Bacteria 


a 
NR_025477.1 


Oo. 
NR_025476.1 


Oo. 
NR_025427.1 


e; Glaciecol 
NR_025391.1 
b 


NR_025297.1 


NR_025193.1 
b 


NR_025136.1 
1 


lococcaceae; 


ref 


Clostridia; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Clostridium grantii Al 


Thermoanaerobacter 
4 1314606 


Clostridium 
9 Clostridium 
e; Clostridium. 
Lysobacter 
1 Lysobacter 
homonadaceae; 


Paenibacillus 
acillus antarcticus 


Clostridium 
idium saccharolyticum 


Desulfotignum 
6 Desulfotignum 


Desulfobacteraceae; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Pseudobutyrivibrio 

9 Pseudobutyrivibrio 

eudobutyrivibrio. 
Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Paenibacillus 
6 Paenibacillus 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Paenibacillus 
acillus azoreducens 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Amphibacillus 
acillus fermentum 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 


NR_025056.1 


Thermoanaerobacter 


Thermoanaerobacter. 


407866 Bacteria_16S 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 
gottschalkii Bacteria; 


Anaerobranca. 


407866 Bacteria_16S 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 
peptidivorans Bacteria; 
407866 Bacteria_16S 

psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; 


Methylobacter. 


407866 Bacteria_16S 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial 
putrefaciens Bacteria; 
407866 Bacteria_16S 


strain DSM 12272 
Firmicutes; 


2397034 2396991 1 
Firmicutes; 
2435122 2435079 1 


Firmicutes; 
2439683 2439612 1 


2463895 2463852 1 


Firmicutes; 
2530402 2530359 1 


Clostridiales; 
2569435 2569392 1 


Proteobacteria; 


Clostridia; 


44 gi 


44 gi 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridia; 
407866 Bacteria_16S 


Clostridiaceae; 
44 gi 


frigidicarnis strain SPL77A 16S ribosomal RNA, partial 


frigidicarnis Bacteria; 
407866 Bacteria_16S 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial 
haemolyticum Bacteria; 
407866 Bacteria_16S 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial 
nitritogenes Bacteria; 
407866 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; 


strain JCM 9989 1 


Firmicutes; 


Proteobacteria; 


Firmicutes; 


strain GraMall 16 
Proteobacteria; 


407866 Bacteria_16S 


sulfurophilus Bacteria; 


Thermoanaerobacter. 


407866 Bacteria_16S 


halotolerans DSM 
Bacteria; 


kuznetsovii strain DSM 6 


kuznetsovii DSM 6 


407866 Bacteria_16S 


guttoideum strain 


S ribosomal RNA, 


Proteobacteria; 
407866 Bacteria_16S 


Firmicutes; 
2793315 2793272 1 


Firmicutes; 
2886601 2886558 1 


Firmicutes; 
2888127 2888084 1 


Clostridiales; 
2889650 2889607 1 


Clostridiales; 
2892685 2892590 1 
3029242 3029199 1 


Firmicutes; 
3033825 3033782 1 


Firmicutes; 
3035352 3035309 1 


Clostridiales; 
3052103 3052008 1 


Clostridia; 


Clostridia; 


Clostridia; 


Clostridia; 


Clostridia; 


44 gi 


44 gi 


44 gi 


6S ribosomal RNA, partial sequence 2887459 28889 
Clostridia; 
407866 Bacteria_16S 


Eubacteriaceae; 
44 gi 


6S ribosomal RNA, partial sequence 2888980 28904 
Clostridia; 
407866 Bacteria_16S 

strain S-1 16S ribosomal RNA, partial sequence 


Eubacteriaceae; 
96 gi 
28 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 
407866 Bacteria_16S 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 
polyendosporus Bacteria; 
407866 Bacteria_16S 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 
cylindrosporum Bacteria; 
407866 Bacteria_16S 
strain DS1 16S ribosomal RNA, partial sequence 
Clostridia; 
407866 Bacteria_16S 


44 gi 


44 gi 


44 gi 

30 
Clostridiaceae; 
96 gi 


complete sequence 3051418 30529 


Clostridiales; 


Clostridiales; 


Clostridiales; 


Clostridiales; 


Clostridiales; 


Clostridiales; 


Gammaproteobacteria; Methylococcales; 


219857407 
sequence 


219857357 


219857288 
sequence 


219857121 
sequence 


219856865 
sequence 


219856861 
92009 28935 


219846904 


Cc 
219846900 


Cc 
219846899 
34695 30361 
Clostridiu 
219846887 


Clostridiaceae; 


Clostridium. 


Clostridiaceae; 


Clostridiaceae; 


Eubacteriaceae; 


Eubacterium. 


Vibrio. 


44 gi|219857462|ref|NR_025050.1| Anaerobranca 
2396386 2397818 Anaerobranca 
Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
44 gi|219857431|ref|NR_025019.1| Clostridium 
2434473 2435953 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
72 gi|219857428|ref|NR_025016.1| Methylobacter 
complete sequence 2438995 2440521 Methylobacter 


Methylococcaceae; 


ref|NR_024995.1| Clostridium 

2463226 2464712 Clostridium 
Clostridium. 
ref|NR_024945.1| Clostridium gasigenes 
15 Clostridium gasigenes Bacteria; 


ref|NR_024919.1| Clostridium 
2568768 2570248 Clostridium 
Clostridium. 
ref|NR_024749.1| Clostridium 
2792664 2794128 Clostridium 
Clostridium. 
ref|NR_024684.1| Eubacterium 
2885932 2887408 Eubacterium 
Eubacterium. 


219856864 |ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 

Eubacterium. 

219856863|ref|NR_024682.1| Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


ref|NR_024680.1| Vibrio rumoiensis 
02 Vibrio rumoiensis Bacteria; 


ref|NR_026496.1| Anaerobacter 

3028583 3030038 Anaerobacter 
lostridiaceae; Anaerobacter. 
NR_026492.1| Clostridium 
44 Clostridium 
lostridiaceae; Clostridium. 
NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 
m. 
ref|NR_026479.1| Malonomonas rubra 
42 Malonomonas rubra Bacteria; 


guttoideum Bacteria; 
407866 Bacteria_ 


mathranii strain 


Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 
3083849 3083806 1 44 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
3112192 3112097 1 96 gi| 219846847 |ref|NR_026439.1| Desulfobacter 
11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
3156041 3155998 1 44 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
3157631 3157536 1 96 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 
16S 3174238 3174195 1 44 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 


Bacteria; 


Proteobacteria; 


Firmicutes; 


407866 Bacteria_16S 


Firmicutes; 
407866 Bacteria_ 
CECT 4600 16S ribosomal RNA, partial sequence 


Clostridia; Thermoanaerobacterales; 


16S 3227354 3227259 1 96 gi 


3284811 3284768 1 44 


gi 


Clostridiales; 
3286318 3286275 1 


Eubacteriaceae; 
44 gi 


Ac 


aceae; 


219846731 
6S ribosomal RNA, partial sequence 3284145 32856 
Clostridia; 


Thermoanaerobacteraceae; 
219846769 
3226672 32281 
Gammaproteobacteria; Vibrionales; Vibrion 
407866 Bacteria_16S 
strain DSM 1030 1 
etobacterium. 
219846730 


Thermoanaerobacter. 
ref|NR_026361.1| Vibrio tapetis strain 
43 Vibrio tapetis Bacteria; 

Vibrio. 
ref |NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 


ref |NR_026322.1| Clostridium pascui 


strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; Clostridiaceae; 


Clostridium. 


407866 Bacteria_ 


ruminis strain DS 
Firmicu 


Bacteria; 
407866 Bacteria_ 


strain DSM 1785 1 
Clost 


Firmicutes; 
407866 Bacteria_ 


acidigallici stra 
acidigallici Bact 


Pelobacter. 
407866 Bacteria_ 


homopropionicum s 
homopropionicum B 
407866 Bacteria_16S 
DSM 316 16S ribos 
Clost 
407866 Bacteria_16S 
strain DSM 286 16 
Clost 
407866 Bacteria_16S 
strain DSM 8723 1 
Bacil 
407866 Bacteria_16S 


Clostridia; 


Firmicutes; 


Firmicutes; 


strain DSM 8716 1 
Firmicutes; 


strain ATCC 15338 
Proteobacteria; 
Proteobacteria; 


strain ATCC 14048 
Proteobacteria; 


strain A089 16S r 
Proteobacteria; 


strain 172 16S ri 
Proteobacteria; D 


407866 Bacteria_16S 


thermocisternum s 
thermocisternum B 


407866 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


407866 Bacteria_16S 


brockii subsp. fi 


Thermoanaerobacter brockii subsp. 


Thermoanaerobacte 


407866 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


407866 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


407866 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


407866 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


407866 Bacteria_16S 
train Met 79 16S ribosomal RNA, partia 


nitratireducens s 
nitratireducens B 


Bacil 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 
strain 717 16S ri 
G 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 
celerecrescens st 
celerecrescens Ba 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 


16S 3297028 3296933 1 96 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
16S 3501307 3501264 1 44 gi|2 
6S ribosomal RNA, partial sequence 3500 
ridia; Clostridiales; Clostridiaceae; 
16S 3521072 3520977 1 96 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


2 


2 


16S 3530180 3530137 1 44 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3531708 3531665 1 44 gi 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533154 35331111 44 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3536268 3536198 1 of gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3542524 3542433 1 92 

6S ribosomal RNA, partial sequence 


2 


2 


gi|2 


2 


gi 


ammaproteobacteria; Vibrionales; Vibri 
3561005 3560910 1 96 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3565491 3565396 1 96 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
3598989 3598894 1 96 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3749542 3749447 1 96 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3761760 3761665 1 96 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3764704 3764661 1 44 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3881445 3881402 1 44 gi 
ain JT-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
r. 


al 


on 


, 


se 
ri 


qu 
na 


3883017 3882974 1 44 gi 
nnii strain AKo-1 16S ribosomal RNA, par 
rales; Thermoanaerobacteraceae; Thermo 
4072222 4072179 1 44 gi 
rain BOR-Y 16S ribosomal RNA, partial 


cteria; Firmicutes; Clostridia; Clostr 


an 


se 
id 


4086041 4085998 1 44 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
4105470 4105403 1 68 gi 
S ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
4129766 4129723 1 44 gi 
JC2042 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


gi 


ea 


ue 
ar 


4172933 41728901 44 


gi 
1 
acteria; ri 


Firmicutes; Clostridia; Clost 


407866 Bacteria_16S 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 


en 


sp 


cl 


s 


ri 


ia 


ri 


3531057 3532455 Sarci 


3532506 35339 


Sa 


3535585 35370 


219846548 
3541838 35433 


lales; Bacillaceae; Bacillus. 
3559490 35593951 96 gi| 219846536 |ref 
16S ribosomal RNA, partial sequence 35587 


on 
219846535 
3560299 35617 
on 
219846532 


on 
219846508 


id 
219846401 
3748871 37503 


219846391 
3761076 37625 


219846388 


219846308 


219846307 
finnii Bacteria; 


219846171 


219846162 
4085324 40 


219846149 
4104804 41 


219846130 


219846098 


19846723 
ce 32963 
iraceae; 
19846575 
724 35020 
ostridiu 
19846562 
equence 
a; Desul 


ref 
73 3 


ref 


19846556 
1 sequen 
diales; 
19846555 


ref 
ce 3 


ref 


19846554|ref 
rcina. 


19846552 |ref 


ref 


aceae; V 


ref 
aceae; V 
ref 
35647 
aceae; V 
ref 
sequenc 
iales; C 
ref 


ibri 
ref 


aceae; V 


Geobacte 
ref 
quence 
diales; Pept 
ref 
ence 
erobacterale 
ref 
tial sequenc 
aerobacter. 
ref 
quenc 
iales 


e 


’ 


Clost 
ref 
868 
ntr 


e; opho: 


ref 


Sy 


063 


ref 


rs 


nce 
Alteromonad 


ref 
4 
Euba 


sequence 
diales; 


4230591 4230548 1 44 


gi 


219846048 


ref 


Pse 


furo 


Clos 


na maxima B 


88 Bacillus 
42 Bacillus 
84 3560248 Vibri 


ibri 


85 3566250 V 
ibri 


e 3598328 35998 
lost 


3764125 37655 


3880766 388228 


Firmicutes; 


4071551 40730 


11 Paenibacillus 


129099 41305 


172278 41737 


NR_026315.1 
297834 Pseud 
udobutyrivi 
NR_026167.1 


529546 3 
tridiac 


NR_026146.1 


NR_026144.1 


NR_026140.1 


NR_026128.1 
fe) 
oO. 
NR_026127.1 


oO. 
NR_026124.1 
ibrio 
oO. 
NR_026100.1 
2 
ridiaceae; C 
NR_025992.1 


Oo. 
NR_025982.1 


ae; Geobacte 
NR_025979.1 
1 
ococcaceae; 
NR_025898.1 


s; Thermoana 
NR_025897.1 
e 388233 


NR_025761.1 
4 
ridiales Fam 
NR_025752.1 


monas. 
NR_025739.1 


NR_025720.1 
3 
ales; Altero 
NR_025688.1 
4 
cteriaceae; 


O°. 
b 


Clostridia; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Clostridium celatum 


49 Clostridium celatum Bacteria; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Clostridium 
6 Clostridium 
Clostridium. 
Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 
BNerae 


Vibrio natriegens 
natriegens Bacteria; 


Clostridium 

6 Clostridium 
lostridium. 

Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
race 


a) 

Desulfotomaculum 

6 Desulfotomaculum 
Desulfotomaculum. 
Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 


8 3883860 


Soehngenia 
4 Soehngenia 
ily XI. Incertae Sedis; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Aestuariibacter 
7 Aestuariibacter 


monadaceae; 


Garciella 
8 Garciella 


Garciella. 


NR_025638.1 


Desulfotomaculum 
4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; Peptococcaceae; Desulfotomaculum. 


407866 Bacteria_16S 100552 100482 1 71 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

407866 Bacteria_16S 132653 132603 1 51 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

407866 Bacteria_16S 321396 321326 1 71 gi|265678846|ref|NR_029151.1] Bacillus 


thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
407866 Bacteria_16S 452923 452857 5 71 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 

Firmicutes; Bacillales; Macrococcus. 
407866 Bacteria_16S 454522 454456 5 vel gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 

Firmicutes; Bacillales; Macrococcus. 


407866 Bacteria_16S 502000 501930 1 71 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

407866 Bacteria_16S 532364 532294 1 71 gi| 265678697 |ref|NR_029002.1| Bacillus drentensis 


strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
407866 Bacteria_16S 567551 567505 5 51 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 


407866 Bacteria_16S 585547 585477 1 71 gi|265678662|ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

407866 Bacteria_16S 609689 609619 1 71 gi|265678645|ref|NR_028950.1| Planomicrobium 


psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 


407866 Bacteria_16S 676581 676519 1 63 gi|265678598|ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

407866 Bacteria_16S 730995 730925 1 71 gi|265678561|ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

407866 Bacteria_16S 897571 897501 1 71 gi|265678446|ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

407866 Bacteria_16S 962590 962520 1 71 gi|265678403|ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

407866 Bacteria_16S 1297078 1297008 1 71 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

407866 Bacteria_16S 1419802 1419732 1 71 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

407866 Bacteria_16S 1441480 14414101 71 gi| 224581427 |ref|NR_027209.1| Filobacillus 


milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
407866 Bacteria_16S 1510965 1510895 1 aL gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 
407866 Bacteria_16S 1577230 1577180 1 51 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
407866 Bacteria_16S 1583305 1583235 1 71 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
407866 Bacteria_16S 1584860 1584790 1 71 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
407866 Bacteria_16S 1630571 1630501 1 71 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
407866 Bacteria_16S 1636695 1636625 1 71 gi| 219878452 |ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 


407866 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


407866 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


407866 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


407866 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


407866 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


407866 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


407866 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


407866 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


407866 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


407866 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


407866 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


407866 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


407866 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


407866 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


407866 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


407866 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


407866 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


407866 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


407866 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


1638186 1638116 1 71 
omal RNA, partial sequence 163 
laceae; Bacillus. 

1685429 1685359 1 71 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1688406 1688336 1 71 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1808666 1808596 1 EL 
n CMS 26o0r 16S ribosomal RNA, 
ria; Firmicutes; Bacillales; 
1824010 1823940 1 

16S ribosomal RNA, 
tes; Bacillales; Bacillaceae; 
1945693 1945623 1 a 
16S ribosomal RNA, partial sequ 
lales; Bacillaceae; Bacillus. 
2119634 2119564 1 71 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillu 
2124129 2124059 1 71 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2125685 2125615 1 71 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2313787 23137215 71 
in T8 16S ribosomal RNA, partia 
tes; Bacillales; Salinicoccus. 
2381880 2381810 1 at 
ribosomal RNA, partial sequenc 
lales; Bacillaceae; Bacillus. 
2398553 2398483 1 71 
SW28 16S ribosomal RNA, partia 
tes; Bacillales; Planococcaceae 
2679400 2679330 1 71 
ain IS40-3 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; 
2712276 2712206 1 71 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2869596 2869526 1 71 
s strain DSM11821 16S ribosomal 
s Bacteria; Firmicutes; Bacilla 
2872753 2872683 1 71 
6S ribosomal RNA, partial seque 
lales; Bacillaceae; Bacillus. 
2874343 2874273 1 71 
n ATCC53909 16S ribosomal RNA, 
ria; Firmicutes; Bacillales; Pu 
2918674 2918612 1 63 
rain TH-1 16S ribosomal RNA, pa 
cteria; Proteobacteria; Betapro 


Pp 
Pl: 


Fx 


H 


Pp 


2983786 2983716 1 71 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3000557 3000487 1 71 
6S ribosomal RNA, partial seque 
lales; Bacillaceae; Geobacillus 
3024722 3024652 1 71 
1789-79 16S ribosomal RNA, par 
ia; Firmicutes; Lactobacillales 
3121319 3121277 1 43 
n RAOx-FS 16S ribosomal RNA, pa 
ria; Firmicutes; Bacillales; Pa 
3537826 3537756 1 71 
6S ribosomal RNA, partial seque 
lales; Bacillaceae; Bacillus. 


407866 Bacteria_16S 


3609674 3609604 1 71 


complete sequence 


gi|219878451|ref|NR_025590.1| Bacillus vireti strain 

7503 1638932 Bacillus vireti Bacteria; Firmicutes; 
gi|219878418|ref|NR_025557.1| Bacillus aeolius 
1684753 1686155 Bacillus aeolius Bacteria; 
gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
1687712 1689235 Bacillus saliphilus Bacteria; 
gi|219878330|ref|NR_025469.1| Planococcus 

artial sequence 1807983 1809461 Planococcus 

anococcaceae; Planococcus. 
gi|219878320|ref|NR_025459.1| Halobacillus trueperi 

1823301 1824836 Halobacillus trueperi 

alobacillus. 
gi|219878231|ref|NR_025370.1| Bacillus fumarioli 

ence 1945009 1946474 Bacillus fumarioli Bacteria; 
gi|219857655|ref|NR_025244.1| Halobacillus salinus 
2118933 2120454 Halobacillus salinus Bacteria; 

Ss. 
gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
2123444 2124950 Bacillus aquimaris Bacteria; 
gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
2125001 2126506 Bacillus marisflavi Bacteria; 
gi|219857520|ref|NR_025108.1| Salinicoccus 

1 sequence 2313125 2314583 Salinicoccus alkaliphilus 
gi|219857472|ref|NR_025060.1| Bacillus jeotgali 

e 2381197 2382701 Bacillus jeotgali Bacteria; 
gi|219857461|ref|NR_025049.1| Sporosarcina 

1 sequence 2397869 2399376 Sporosarcina aquimarina 

; Sporosarcina. 
gi|219857203|ref|NR_024831.1| Lentibacillus 

artial sequence 2678696 2680219 Lentibacillus 

Bacillaceae; Lentibacillus. 
gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 


2711598 27129 


219856878 
artial seq 
les; Bacillaceae; 

gi| 219856876 
nce 2872057 28735 


gi 
RNA, p 


85 Bacillus vietnamensis Bacteria; 


Bacillus 
6 2870426 Bacillus 
Bacillus; Bacillus cereus group. 
ref|NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 


ref 
uenc 


NR_024697.1 
e 286889 


gi|219856875|ref|NR_024694.1| Pullulanibacillus 
partial sequence 2873633 2875172 Pullulanibacillus 
llulanibacillus. 

gi|219856844|ref|NR_024663.1| Hydrogenophilus 
rtial sequence 2918000 2919460 Hydrogenophilus 
teobacteria; Hydrogenophilales; Hydrogenophilaceae; 

gi|219846934|ref|NR_026526.1| Bacillus vedderi 


2983106 29845 


83 Bacillus vedderi Bacteria; 


gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
nce 2999867 3001382 Geobacillus pallidus Bacteria; 
gi| 219846907 |ref|NR_026499.1| Enterococcus 
tial sequence 3024035 3025459 Enterococcus 
; Enterococcaceae; Enterococcus. 
gi|219846841|ref|NR_026433.1]| Ammoniphilus 
rtial sequence 3120644 3122140 Ammoniphilus 
enibacillaceae; Aneurinibacillus group; Ammoniphilus. 
gi|219846551|ref|NR_026143.1| Bacillus gibsonii 


nce 3537139 35386 


gi| 219846499 


44 Bacillus gibsonii Bacteria; 


ref|NR_026091.1| Planococcus kocurii 


strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 3610400 Planococcus kocurii Bacteria; 


Firmicutes; Bacil 


lales; Planococcaceae; 


Planococcus. 


407866 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


strain GS5-97 16S 
Firmicutes; Bacil 


strain MSS-155 16 
Firmicutes; Bacil 


strain BG8 16S ri 
Proteobacteria; G 


407866 Bacteria_16S 


whittenburyi stra 


Methylococcaceae; 


lales; 
407866 Bacteria_16S 


lales; 
407866 Bacteria_16S 


Bacillus. 


Methylobacter. 


3959977 3959907 1 
osomal RNA, partial sequence 
laceae; 
407866 Bacteria_16S 3993795 3993725 1 
ribosomal RNA, partial sequence 
Bacillaceae; 
4132845 41327751 
S ribosomal RNA, partial sequence 
Bacillaceae; 
190541 190500 1 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
193561 193520 1 
in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


71 


71 


TL 


Halobacill 


42 


42 


gi 


3959295 39607 


gi 


Geobacillus. 


gi 


us. 
gi 


189853 19130 


gi 


219846252 


219846229 


3993148 39945 


219846125 


4132144 41336 


265678936 


265678934 


NA, partia 


ref|NR_025842.1| Bacillus firmus strain 
77 Bacillus firmus Bacteria; Firmicutes; 


ref|NR_025819.1| Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 


Halobacillus locisalis 
locisalis Bacteria; 


ref|NR_025715.1 
65 Halobacillus 


ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 

ref|NR_029242.1] Methylobacter 

1 sequence 192873 194334 
Methylococcales; 


, 


407866 Bacteria_16S 650948 650871 1 78 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

407866 Bacteria_16S 1159844 1159779 1 66 gi|228721485|ref|NR_027608.1| Desulfotomaculum 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

407866 Bacteria_16S 1347605 1347528 1 78 gi|228720860|ref|NR_027598.1| Syntrophobacter 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Syntrophobacteraceae; Syntrophobacter. 

407866 Bacteria_16S 1702411 17023701 42 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

407866 Bacteria_16S 2029436 2029395 1 42 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

407866 Bacteria_16S 2155759 2155722 5 42 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

407866 Bacteria_16S 2225454 2225413 1 42 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

407866 Bacteria_16S 2227015 2226974 1 42 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

407866 Bacteria_16S 2286652 2286611 1 42 gi| 219857541 |ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

407866 Bacteria_16S 2316834 2316793 1 42 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

407866 Bacteria_16S 2337825 2337782 1 44 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

407866 Bacteria_16S 2641733 2641692 1 42 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

407866 Bacteria_16S 3047587 3047510 1 78 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

407866 Bacteria_16S 3067262 3067185 1 78 gi|219846877|ref|NR_026469.1| Gemella palaticanis 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

407866 Bacteria_16S 3091258 3091181 1 78 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

407866 Bacteria_16S 3140737 3140660 1 78 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

407866 Bacteria_16S 3245669 3245628 1 42 gi| 219846757 |ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 

407866 Bacteria_16S 3361077 3361036 1 42 gi|219846676|ref|NR_026268.1| Marinococcus 


halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 


3360383 3361902 Marinococcus 


407866 Bacteria_16S 


strain DSM 20748 
Firmicutes; 
Proteobacteria; 

strain NCFB 2890 
Firmicutes; 
Proteobacteria; 


sanguinis strain 


sanguinis Bacteri 
407866 Bacteria_16S 
strain PAT 05 16S 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

407866 Bacteria_16S 4206270 4206229 1 42 gi|219846071 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Ch 
Thioalkalivibrio. 

407866 Bacteria_16S 244409 244365 1 45 gi| 265678899 
strain LC 1 16S ribosomal RNA, partial sequence 243690 24511 


Firmicutes; 


strain S-182 16S 
Firmicutes; 


strain RV-12x 16S 
Firmicutes; 


strain 111-35 16S 
Firmicutes; 


histaminiformans 
histaminiformans 


407866 Bacteria_16S 


strain AIP313.00 
Firmicutes; 


strain I-273 16S 
Firmicutes; Lacto 


407866 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; 


dysgalactiae subs 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; 


Streptococcaceae; 


407866 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


407866 Bacteria_16S 


strain ATCC 19645 
Firmicutes; Lacto 


407866 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


407866 Bacteria_16S 


micronuciformis s 
micronuciformis B 


407866 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; 


strain ATCC 17747 
Firmicutes; Clost 


Bacillales; 
407866 Bacteria_16S 

strain JB13 16S r 
G 
407866 Bacteria_16S 


Lacto 
407866 Bacteria_16S 
strain PS-1 16S r 
G 
407866 Bacteria_16S 


Clost 
407866 Bacteria_16S 


Lacto 
407866 Bacteria_16S 


Clost 
407866 Bacteria_16S 
halichoeri strain 
halichoeri Bacter 
407866 Bacteria_16S 


Clost 
407866 Bacteria_16S 


Clost 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 


3362644 3362603 1 42 gi|219846675 
16S ribosomal RNA, partial sequence 3361953 33634 

Bacillaceae; Salimicrobium. 
3586691 3586650 1 42 gi| 219846518 
ibosomal RNA, partial sequence 3585997 35874 
ammaproteobacteria; Methylococcales; Methylococc 
3614186 3614109 1 78 gi|219846496 
16S ribosomal RNA, partial sequence 3613485 36150 


ribosomal RNA, partial sequence 4101786 41031 


ammaproteobacteria; Vibrionales; Vibrionaceae; V 
1323088 1323020 1 69 gi| 228715345 
p- dysgalactiae strain ATCC 43078 16S ribosomal 


Streptococcus. 

1670325 1670281 1 45 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1745062 1744994 1 69 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2049440 2049396 1 45 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2140741 2140697 1 45 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clostridiales; 
2283669 2283629 1 41 gi| 219857544 
bosomal RNA, partial sequence 2282981 22844 
ammaproteobacteria; Methylococcales; Methylococc 


gi| 219878428 
1669639 16711 
Clostridiu 
219878377 
17443 
occus. 
219878159 
sequence 
ales; Veil 
219857641 
rtial sequ 


Firmicutes; 


ref|NR_026267.1| Salimicrobium album 
41 Salimicrobium album Bacteria; 
ref|NR_026110.1| Methylomonas fodinarum 


56 Methylomonas fodinarum Bacteria; 
aceae; Methylomonas. 

ref|NR_026088.1| Alloiococcus otitis 
09 Alloiococcus otitis Bacteria; 


bacillales; Carnobacteriaceae; Alloiococcus. 

3797810 3797769 1 42 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
ibosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

4083033 4082992 1 42 gi|219846164|ref|NR_025754.1| Paenibacillus 
2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
a; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

4102472 41024311 42 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


ref|NR_025661.1 
4205616 420703 
romatiales; Ecto 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


ref|NR_029207.1| Megasphaera elsdenii 
5 Megasphaera elsdenii Bacteria; 


ridia; Clostridiales; Veillonellaceae; Megasphaera. 

340138 340062 1 77 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
bacillales; Lactobacillaceae; Pediococcus. 

388099 388055 1 45 gi|265678796|ref|NR_029101.1| Veillonella ratti 

ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

497295 497227 1 69 gi|265678720|ref|NR_029025.1| Streptococcus 

M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

706454 706410 1 45 gi|265678578|ref|NR_028883.1| Dorea longicatena 

ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Dorea. 

735515 735471 1 45 gi| 265678558 |ref|NR_028862.1| Allisonella 
strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

805018 804974 1 45 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 
16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
ridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

1117555 1117487 1 69 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
bacillales; Streptococcaceae; Streptococcus. 

1135616 11355211 96 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
bosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 


ibrio. 
ref|NR_027517.1] Streptococcus 
RNA, partial sequence 1322385 1323890 


Lactobacillales; 


ref|NR_025567.1| Clostridium bolteae 
36 Clostridium bolteae Bacteria; 

m. 
ref|NR_025516.1 
69 1745812 Strept 


Streptococcus ratti 
ococcus ratti Bacteria; 


ref |NR_025298.1 
2048758 205026 
lonellaceae; Ana 
ref |NR_025230.1 
ence 214009 
Veillonellaceae; 
ref |NR_025132.1 
79 Methylobacter 
aceae; Methylobacter. 
ref|NR_025046.1| Veillonella criceti 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Methylobacter marinus 
marinus Bacteria; 


2403108 2403064 1 45 gi|219857458 
16S ribosomal RNA, partial sequence 24024 
ridia; Clostridiales; Veillonellaceae; Veillonel 


23 2403914 Veillonella criceti Bacteria; 
la. 


407866 Bacteria_16S 
acidaminophila st 
acidaminophila Bacteria; 
407866 Bacteria_16S 


2566452 2566408 1 
rain DSM 3853 16S ribosomal RNA, parti 
Firmicutes; 
2722862 2722794 1 


45 


gi 


pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 
407866 Bacteria_16S 
strain STR Tl 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
407866 Bacteria_16S 
strain Milford 74 
Proteobacteria; G 
407866 Bacteria_16S 
cellobioparum str 
cellobioparum Bacteria; 
407866 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
407866 Bacteria_16S 
norvegica strain 
Bacteria; Proteob 
Thermodesulforhabdus. 
407866 Bacteria_16S 
strain RT4. Bl 16S ribosomal RNA, 
Firmicutes; Clostridia; 
407866 Bacteria_16S 
amylolyticus stra 
amylolyticus Bacteria; 
407866 Bacteria_16S 


Firmicutes; 


15657 


Bacteria; Spirochaetes; 
407866 Bacteria_16S 26419 


2963919 2963851 1 


Streptococcaceae; 
3558010 3557915 1 

16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3594370 3594326 1 
ain DSM 1351 16S ribosomal RNA, partia 

Firmicutes; 
3653515 3653451 1 
SEBR 3139 16S ribosomal RNA, partial 


3776717 3776622 1 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 


3879877 3879813 1 


Clostridiales; 
3904538 3904448 3 
in NRRL NRS-290 16S ribosomal RNA, par 
Firmicutes; 

15614 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Spirochaetales; Leptospiraceae; 
26376 


partial sequence 


96 


3557298 3558733 Vibrio 
onaceae; Vibrio. 
45 gi|219846512|ref|NR_026104.1 
1 sequence 3593717 359520 
Clostridia; Clostridiales; Clostridiaceae; Cl 
65 gi|219846469|ref|NR_026061.1 
sequence 3652827 365435 
Clostridia; Clostridiales; Peptococcaceae; Desul 
96 gi|219846379|ref|NR_025970.1 
nce 3775978 3777536 Thermo 
Syntrophobacterales; Syntrophobact 
65 gi|219846309|ref|NR_025899.1 


tes; Bacillales; Alicyclobacillaceae; 


219857290 


al sequence 2565759 256728 
Clostridia; Clostridiales; Veillonellaceae; 
69 gi|219857173|ref|NR_024801.1 
2722161 2723688 Alicyc 
Alicyclobacillus. 
69 gi|219856814|ref|NR_024633.1 


2963222 29647 


Streptoc 


gi 


occus. 
219846537 


complete sequence 3879197 38807 


94 


Bacillales; 
1 44 


1 44 


strain 653 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
407866 Bacteria_16S 44486 
strain CTCBS1 16S ribosomal RNA, 
407866 Bacteria_16S 53804 
thermoacetoxidans Bacteria; 
407866 Bacteria_16S 70326 
succinivorans str 
succinivorans Bacteria; 
407866 Bacteria_16S 
thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 
407866 Bacteria_16S 
moscoviensis stra 
moscoviensis Bact 
407866 Bacteria_16S 
propionicum strai 
Bacteria; Firmicutes; 
407866 Bacteria_16S 
strain V 5-2 16S 
Firmicutes; Clostridia; 
407866 Bacteria_16S 
398 16S ribosomal 
Gammaproteobacter 
407866 Bacteria_16S 
proteolyticum str 
Bacteria; Firmicutes; 
407866 Bacteria_16S 
aminovalericum st 
aminovalericum Bacteria; 
407866 Bacteria_16S 207472 207 
argentinense stra 
argentinense Bacteria; 
407866 Bacteria_16S 


Bacteria; 


152307 152 


Clostridia; 
153852 153 


173766 173 


181242 181 


Clostridia; 
189015 188 


209025 208 


strain McClung 2004 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; 


Clostridiales; 
44423 


125028 124985 1 
in NSP M-1 16S ribosomal RNA, partial 
eria; Nitrospirae; Nitrospirales; Nitr 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 


Firmicutes; 


1 64 
complete sequence 
1 44 


Clostridia; 


1 44 


Clostridia; 
44 


Bacillales; 


44 


264 1 44 


Clostridiales; 
809 1 44 


ribosomal RNA, partial sequence 
Clostridiales; 


671 1 96 


rio. 

199 1 44 gi| 265678942 |ref|NR_029250.1 
ence 180574 182073 Clostr 

Clostridiales; Clostridiaceae; Clostridium. 
972 1 44 gi| 265678937 |ref|NR_029245.1 
al sequence 188349 189802 
Clostridia; Clostridiales; Clostridiaceae; C 
429 1 44 gi|265678924|ref|NR_029232.1 
al sequence 206801 208304 
Clostridia; Clostridiales; Clostridiaceae; Clo 
982 1 44 gi| 265678923 |ref|NR_029231.1 


Clostridiales; 


Clostridiaceae; 


gi 


Paenibac 


gi 


gi 


25762 


Clostridiaceae; Clostridium. 


gi 


43805 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
53761 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partia 
Firmicutes; 

70283 
ain S1-1 16S ribosomal RNA, partial se 

Firmicutes; 
102119 102076 1 
strain L420-91 16S ribosomal RNA, part 
Firmicutes; 


gi 


Clo 


gi 


Clostri 


gi 


Paen 


gi 


gi 


n X2 16S ribosomal RNA, partial sequen 
Clostr 


gi 


Ca 
219846292 


illaceae; 
265679053 
al sequenc 


265679046 
27159 


265679034 
45323 


265679028 


stridiales 
265679017 
quence 


265678995 


265678979 
sequence 


265678961 
ce 15161 
idiaceae; 

265678960 


153188 15467 


Clostridiaceae; 


gi 


ain CG 16S ribosomal RNA, partial sequ 


rain DSM 1283 16S ribosomal RNA, parti 


in ATCC 27322 16S ribosomal RNA, parti 
Firmicutes; 


Oxobacter. 
265678947 


173054 174520 Vibri 


loramato 


tial seque 


Leptospir 


Halomonad 


1 sequence 


diales; Ve 


ial sequen 
ibacillace 


ospiraceae; 


ref|NR_024921.1 


20 Streptococcus 


ref|NR_026129.1 


rs 
ref 
nce 


NR_025882.1 

390383 
Paenibacillus. 
ref |NR_029361.1 
e 15032 16427 
a. 


ref |NR_029354.1 


ref |NR_029342.1 
aceae; Carnimona 
ref |NR_029336.1 

53088 54587 
; Peptococcaceae 
ref |NR_029325.1 

69637 71125 
illonellaceae; S 
ref |NR_029303.1 
ce 101441 102925 
ae; Aneurinibaci 


ref |NR_029287.1 

124349 125867 
; Nitrospira. 
ref |NR_029269.1 
7 #153137 Clostr 
Clostridium. 
ref |NR_029268.1 


ref 
o fi 


NR_029255.1 
scheri Bacte 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Alicyclobacillus 
lobacillus pomorum 


Streptococcus canis 
canis Bacteria; 


Vibrio tubiashii 
tubiashii Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Paenibacillus 
4 3905341 Paenibacillus 


Leptospira interrogans 
Leptospira interrogans 


Clostridium roseum 


Clostridium roseum Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


Ss. 
Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Schwartzia 
Schwartzia 
chwartzia. 

Aneurinibacillus 

Aneurinibacillus 
llus group; 


, 


Nitrospira 
Nitrospira 


Clostridium 
idium propionicum 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Clostridium 
idium proteolyticum 


Clostridium 
Clostridium 
lostridium. 
Clostridium 
Clostridium 
stridium. 


Clostridium sporogenes 


208355 209857 Clostridium sporogenes 


Clostridiaceae; 


Clostridium. 


407866 Bacteria_ 
beijerinckii stra 
beijerinckii Bacteria; 
407866 Bacteria_ 
strain W 1471 16S 
Clost 


Firmicutes; 


407866 Bacteria_ 
vibrioformis stra 
vibrioformis Bacteria; 


Desulfobacter. 


407866 Bacteria_ 
strain ATCC 27760 


Bacteria; 


Bacteria; 


Firmicutes; 


strain YIM 70081 


Nesterenkonia. 


407866 Bacteria_ 
halotolerans stra 
halotolerans Bact 


Nesterenkonia. 


407866 Bacteria_ 


strain TMAO3 16S 
Firmicutes; 


407866 Bacteria_ 


Firmicutes; 
407866 Bacteria_ 
A strain ELTDK 10 
Firmicutes; 
407866 Bacteria_ 
strain H168 16S r 
Clostridia; 
407866 Bacteria_ 


16S 360875 360784 5 


16S 429795 429704 5 


16S 549201 549158 1 


16S 597530 597435 1 


strain BCH 16S ribosomal RNA, partial sequenc 


Proteobacteria; 


Firmicutes; 


407866 Bacteria_ 
H 1 16S ribosomal 
Clost 


Clostridia; 


407866 Bacteria_ 
40M4T 16S ribosomal RNA, 
Gammaproteobacter 
407866 Bacteria_ 
strain NVI 88/441 
Gammaproteobacteria; 
407866 Bacteria_16S 
jalaludinii strain M9 16S ribosomal RNA, 
Firmicutes; 
407866 Bacteria_16S 

conservatrix stra 
conservatrix Bacteria; 


Proteobacteria; 


Bacteria; 


Desulforegula. 


407866 Bacteria_16S 
strain K1 16S ribosomal RNA, partial 
Deltaproteobacteria; 
407866 Bacteria_16S 
xylanovorans stra 
xylanovorans Bacteria; 
407866 Bacteria_16S 


Proteobacteria; 


G 
407866 Bacteria_ 
strain Z 4493 16S 
Clost 


16S 632536 632493 1 


ridia; 
16S 


Clostridiales; 
643326 643283 1 
RNA, partial sequence 
ridiales; Veillonellaceae; 
16S 644883 644788 1 
complete sequence 
16S 709381 709286 
16S ribosomal RNA, 


1 


765093 765050 1 


Clostridia; 
853534 853491 1 


Proteobacteria; 


859785 859690 1 


sequence 
909908 909865 1 


Firmicutes; Clostridia 
964056 964001 5 


strain Y9 16S ribosomal RNA, partial sequence 


Salinivibrio. 


407866 Bacteria_16S 
strain I-75 16S r 
G 
407866 Bacteria_16S 


Proteobacteria; 


965642 965547 1 
is Bacteria; Proteobacteria; 


990194 990123 1 


994852 994809 1 


96 


96 


44 


ribosomal RNA, partial sequence 
Clostridia; 


96 
e 


44 


ribosomal RNA, partial sequence 
Eubacteriaceae; 


44 


642624 644123 Sporomusa 
Sporomusa. 


96 


96 


44 


44 


96 


44 


, 


60 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


nebacterineae; Nocardiacea 
96 gi| 265678401 |ref|NR_028703.1 
1 sequence 964933 966480 
Gammaproteobacteria; Vibrionales; V 
72 gi|265678384|ref|NR_028686.1 
989496 99101 
Enterobacteriaceae; Citro 
44 gi| 265678381 |ref|NR_028683.1 


n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


Clostridiales; Veillonellaceae; 


ammaproteobacteria; Chromatiales; Chro 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_ 
sandarakina strai 
sandarakina Bacte 


4 Nesterenkonia 


16S 210578 210535 1 44 gi| 265678922 |ref|NR_029230.1| Clostridium 
in McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 281939 281896 1 44 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 
16S 283518 283423 1 96 gi| 265678871 |ref|NR_029177.1| Desulfobacter 
in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
16S 309405 309374 1 32 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
16S 313976 313933 1 44 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
3 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 322995 322964 1 32 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
ibosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
16S 359329 359238 5 96 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 


lutea Bacteria; 


ococcineae; Micrococcaceae; Nesterenkonia. 
gi|265678814|ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
sequence 429128 430610 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
548509 550044 Sporomusa aerivorans Bacteria; 
Sporomusa. 
gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
596871 598240 Thiobaca trueperi Bacteria; 
matiaceae; Thiobaca. 
gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
631874 633351 Acetobacterium tundrae Bacteria; 
Acetobacterium. 
gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 


gi 


gi 


partial sequence 
Vibrionales; Vibri 


gi 


complete sequence 
Clostridiales; Veillo 


gi 


gi 


Desulfuromonadales; 


gi 


ria; 


Clostridiales; 


gi 


is strain DV 16S ribosomal RNA, partia 


265678621 
644174 645732 Vibrio lentus Bacteri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
265678576 

70866 
onaceae; 
265678536 
76438 
nellaceae; 
265678477 
in Mb1Pa 16S ribosomal RNA, partial sequence 
Deltaproteobacte Desul 
265678472 
859076 86059 
Geobacte 
265678438 
in HESP1 16S ribosomal RNA, partial sequence 


265678402 
963457 96488 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
407866 Bacteria_16S 
subsp. vallismort 
subsp. vallismort 


ovata Bacte 


ref|NR_028926.1 


ref |NR_028881.1 
8 710188 Aliivi 
Aliivibrio. 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref |NR_028780.1 

852834 854357 
fobacterales; De 
ref|NR_028775.1 
raceae; Geobacte 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref|NR_028704.1 


Clo 


ria; Firmicutes; 


Vibrio lentus strain 
a; Proteobacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Mitsuokella 
kella jalaludinii 


Desulforegula 
Desulforegula 


sulfobacteraceae; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


Ges 
Clostridium 
Clostridium 

stridium. 

Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 


Acidaminobacter 


hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 


hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

407866 Bacteria_16S 1029796 1029753 1 44 gi| 265678358 |ref|NR_028660.1| Thiomicrospira 
thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
407866 Bacteria_16S 1034444 1034401 1 44 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

407866 Bacteria_16S 1082690 1082619 1 72 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

407866 Bacteria_16S 1164431 1164388 1 44 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

407866 Bacteria_16S 1244606 1244563 1 44 gi|219857537|ref|NR_025125.1| Desulfitobacterium 


metallireducens s 
metallireducens Bacteria; Firmicutes; 
407866 Bacteria_16S 1258061 1257966 1 
strain A431 16S r 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

407866 Bacteria_16S 1270229 1270198 1 32 gi|219846400|ref|NR_025991.1 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 127096 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Des 
Desulfonema. 

407866 Bacteria_16S 1341380 1341337 1 44 gi|228721140|ref|NR_027603.1 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulf 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitob 
407866 Bacteria_16S 1355192 1355097 1 96 gi|228720264|ref|NR_027590.1 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 135446 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrion 
Salinivibrio. 

407866 Bacteria_16S 1455110 14550151 96 gi|224581417|ref|NR_027198.1 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 145591 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromon 
407866 Bacteria_16S 1506260 1506217 1 44 gi|219846365|ref|NR_025956.1 


brockii subsp. la 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
407866 Bacteria_16S 
ayderensis strain 
Bacteria; Firmicu 
407866 Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacter 


1554805 1554734 1 


1658012 1657917 1 


407866 Bacteria_16S 1683950 1683907 1 44 gi| 219878419 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequ 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; 
407866 Bacteria_16S 1693089 1693046 1 44 gi|219878412 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 

auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Pep 
407866 Bacteria_16S 1699283 1699188 1 96 gi| 219878408 


CAIM 578 16S ribo 
Gammaproteobacter 
407866 Bacteria_16S 
strain HS-5 16S r 
Actinobacteria; 
407866 Bacteria_16S 
strain SH1 16S ri 


1705407 1705316 5 


1706907 1706864 1 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
407866 Bacteria_16S 1767722 1767679 1 44 gi| 219878359 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 17670 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Fa 
Sedimentibacter. 

407866 Bacteria_16S 1788688 1788633 5 60 gi| 219878343 


saxobsidens strain BC448 16S ribosomal RNA, partial seque 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 


407866 Bacteria_16S 1791825 1791730 1 


R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


407866 Bacteria_16S 1880305 1880262 1 


vibrioides strain FKBS1 16S ribosomal RNA, 


train 853-15 16S ribosomal RNA, partia 
Clostridia; 


96 


ibosomal RNA, partial sequence 


ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; 


ie 


AB04 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 


96 


somal RNA, partial sequence 1657325 1658829 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


96 


ibosomal RNA, partial sequence 
Rubrobacteridae; Thermoleophilales; The 


44 


bosomal RNA, partial sequence 


96 
17 


44 
comp 


1 sequence 

Clostridiales; 
gi| 219856813 
1257400 12588 


somal RNA, 
Bacteria; 
anaerobact 
219857209 
nce 15541 
illus. 

219878436 


Thermo 
gi 


gi 


gi| 219878404 
1704738 17061 
rmoleophil 
gi| 219878403 
1706248 17077 


nce 
Actinomyc 


gi|219878341 
91138 1792572 Vibri 


1243915 124542 
Peptococcaceae; 
ref |NR_024632.1 


partial sequen 
Firmicutes; 
er. 
ref |NR_024837.1 
24 1555535 Anoxyb 


Cc 


ref 
o fo 


NR_025575.1 
rtis Bacteri 


ref 
ence 


NR_025558.1 
168328 
Clostridiaceae; 
ref|NR_025551.1 
1692386 169391 
tococcaceae; Des 
ref|NR_025547.1 
© pomeroyi Bacte 


ref|NR_025543.1 


acea 
ref 


e; Thermoleo 
NR_025542.1 


m. 
ref |NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 


ref |NR_025482.1 
1788037 178951 
etales; Frankine 


ref 
o ch 


NR_025480.1 
agasii Bacte 


gi| 219878279 
lete sequence 


8 Desulfitobacterium 
Desulfitobacterium. 
Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Anoxybacillus 
acillus ayderensis 


Vibrio fortis strain 
a; Proteobacteria; 


Clostridium 
5 1684702 Clostridium 
Clostridium. 
Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Vibrio pomeroyi strain 
ria; Proteobacteria; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Vibrio chagasii strain 
ria; Proteobacteria; 


ref |NR_025418.1 
1879598 188113 


Propionispora 
1 Propionispora 


vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 


407866 Bacteria_16S 1881886 1881843 1 44 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

407866 Bacteria_16S 1883462 1883419 1 44 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

407866 Bacteria_16S 1885042 1884999 1 44 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

407866 Bacteria_16S 1942528 1942461 1 68 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

407866 Bacteria_16S 1972760 1972717 1 44 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

407866 Bacteria_16S 2047876 2047809 1 68 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

407866 Bacteria_16S 2060181 2060138 1 44 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

407866 Bacteria_16S 2108937 2108894 1 44 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

407866 Bacteria_16S 2237696 2237653 1 44 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

407866 Bacteria_16S 2289669 2289598 1 72 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

407866 Bacteria_16S 2354518 2354423 1 96 gi| 219857491 |ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 

407866 Bacteria_16S 2421674 24216235 56 gi| 219857445 |ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

407866 Bacteria_16S 2427649 2427554 1 96 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

407866 Bacteria_16S 2467068 2467025 1 44 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

407866 Bacteria_16S 2473107 2473064 1 44 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

407866 Bacteria_16S 2504607 2504564 1 44 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

407866 Bacteria_16S 2548073 2548030 1 44 gi|219857345|ref|NR_024933.1| Desulfosporosinus 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

407866 Bacteria_16S 2558787 2558744 1 44 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

407866 Bacteria_16S 2572541 2572498 1 44 gi|219857286|ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

407866 Bacteria_16S 2637098 2637027 1 72 gi|219857233|ref|NR_024861.1| Citrobacter farmeri 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 2636413 2637923 Citrobacter farmeri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

407866 Bacteria_16S 2682474 2682431 1 44 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

407866 Bacteria_16S 2789038 2788995 1 44 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

407866 Bacteria_16S 2855677 2855606 1 72 gi| 219856887 |ref|NR_024706.1| Pseudomonas flectens 
strain ATCC 12775 16S ribosomal RNA, partial sequence 2854985 2856506 Pseudomonas flectens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 

407866 Bacteria_16S 2883729 2883686 1 44 gi|219856869|ref|NR_024688.1| Thermacetogenium 


phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 
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407866 Bacteria_16S 3595908 3595865 1 44 gi|219846511|ref|NR_026103.1| Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

407866 Bacteria_16S 3597436 3597393 1 44 gi| 219846509 |ref|NR_026101.1| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

407866 Bacteria_16S 3665840 3665797 1 44 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 

407866 Bacteria_16S 3674865 3674794 1 72 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
strain 1846 16S ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 

407866 Bacteria_16S 3685502 3685459 1 44 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
407866 Bacteria_16S 3829841 3829798 1 44 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

407866 Bacteria_16S 3831381 3831350 1 32 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

407866 Bacteria_16S 3850869 3850826 1 44 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

407866 Bacteria_16S 3852378 3852335 1 44 gi|219846327|ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

407866 Bacteria_16S 3872140 3872097 1 44 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

407866 Bacteria_16S 3873727 3873684 1 44 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

407866 Bacteria_16S 3886134 3886039 1 96 gi|219846305|ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

407866 Bacteria_16S 4025357 40253141 44 gi| 219846206 |ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

407866 Bacteria_16S 4046690 4046595 1 96 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

407866 Bacteria_16S 4078339 4078296 1 44 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

407866 Bacteria_16S 4095094 4095003 3 94 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

407866 Bacteria_16S 4103915 4103820 1 96 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

407866 Bacteria_16S 4115979 41159285 56 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 


strain W4937 16S 


ribosomal RNA, partial sequence 


4115405 41168 


07 Rhodococcus gordoniae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
407866 Bacteria_16S 4183642 4183599 1 44 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
407866 Bacteria_16S 4186678 4186583 1 96 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

407866 Bacteria_16S 4220033 42199901 44 gi|219846061|ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

407866 Bacteria_16S 42946 42912 5 39 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

407866 Bacteria_16S 58242 58200 A 43 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 


407866 Bacteria_16S 68842 68808 5 39 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

407866 Bacteria_16S 71837 71803 5 39 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

407866 Bacteria_16S 73401 73367 5 39 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

407866 Bacteria_16S 85232 85198 5 39 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

407866 Bacteria_16S 106677 106635 1 43 gi|265678991|ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

407866 Bacteria_16S 109622 109588 5 39 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

407866 Bacteria_16S 134216 134182 5 39 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

407866 Bacteria_16S 147676 147642 5 39 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

407866 Bacteria_16S 224363 224329 1 35 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

407866 Bacteria_16S 245835 245801 5 39 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

407866 Bacteria_16S 265341 265307 5 39 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 


strain MCRL 0044 


16S ribosomal RNA, partial sequence 264725 26613 


4 Kutzneria viridogrisea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
407866 Bacteria_16S 343042 343008 5 39 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

407866 Bacteria_16S 395746 395680 1 67 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

407866 Bacteria_16S 398771 398737 5 39 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

407866 Bacteria_16S 422001 421967 5 39 gi|265678773|ref|NR_029078.1| Yaniella halotolerans 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

407866 Bacteria_16S 426708 426674 5 39 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

407866 Bacteria_16S 428252 428218 5 39 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

407866 Bacteria_16S 437591 437557 5 39 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

407866 Bacteria_16S 449827 449793 5 39 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 
407866 Bacteria_16S 


ae; Saccharothrix. 


456088 456050 1 39 


gi 


265678747 


oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 
oligofermentans Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


ref|NR_029052.1] Streptococcus 
455417 456926 Streptococcus 
Streptococcus. 


407866 Bacteria_16S 460515 460481 5 39 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

407866 Bacteria_16S 466556 466522 5 39 gi|265678740|ref|NR_029045.1| Rothia amarae strain 


J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

407866 Bacteria_16S 494257 494223 5 39 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

407866 Bacteria_16S 495762 495728 5 39 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

407866 Bacteria_16S 506567 506533 5 39 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

407866 Bacteria_16S 512639 512601 1 39 gi|265678710|ref|NR_029015.1]| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

407866 Bacteria_16S 523271 523237 5 39 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

407866 Bacteria_16S 544574 544540 5 39 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

407866 Bacteria_16S 579453 579419 5 39 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

407866 Bacteria_16S 623323 623289 5 39 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

407866 Bacteria_16S 635584 635550 5 39 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 


strain HKI 0120 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
407866 Bacteria_16S 637115 637081 5 39 gi| 265678626 |ref|NR_028931.1 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
407866 Bacteria_16S 641752 641718 5 39 gi| 265678623 |ref|NR_028928.1 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Nesterenkonia. 

407866 Bacteria_16S 646450 646416 5 39 gi|265678620|ref|NR_028925.1 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
407866 Bacteria_16S 647982 647948 5 39 gi|265678619|ref|NR_028924.1 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
407866 Bacteria_16S 659813 659771 1 43 gi|265678609|ref|NR_028914.1 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacte 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

407866 Bacteria_16S 674971 674937 5 39 gi| 265678599 |ref|NR_028904.1 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilace 
407866 Bacteria_16S 732560 732518 1 43 gi|265678560|ref|NR_028864.1 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacte 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

407866 Bacteria_16S 775893 775855 1 39 gi| 265678529 |ref|NR_028833.1 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

407866 Bacteria_16S 777396 777362 5 39 gi| 265678528 |ref|NR_028832.1 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Gordoniaceae; Gordonia. 

407866 Bacteria_16S 789642 789608 5 39 gi|265678519|ref|NR_028823.1 


strain J72 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 


bosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 634924 63640 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Arthrobacter roseus 


roseus Bacteria; 


’ 


Arthrobacter. 
Kocuria polaris strain 
ria; Actinobacteria; 


Moraxella canis strain 
ria; Proteobacteria; 


Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Thiocapsa rosea strain 
ria; Proteobacteria; 


Streptococcus sinensis 
sinensis Bacteria; 


Gordonia 
Gordonia 
nebacterineae; 


Gordonia sinesedis 


789013 790486 Gordonia sinesedis Bacteria; 
Corynebacterineae; Gordoniaceae; Gordonia. 


407866 Bacteria_16S 


zijingensis strai 


815746 815712 5 39 gi 
n 6330 16S ribosomal RNA, partial sequ 


ence 81510 


265678502 


ref |NR_028805.1 
9 816530 Pseudo 


Pseudonocardia 
nocardia zijingensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

407866 Bacteria_16S 817286 817244 1 43 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

407866 Bacteria_16S 837082 837048 5 39 gi|265678488|ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

407866 Bacteria_16S 838569 838539 5 35 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
407866 Bacteria_16S 852074 852040 5 39 gi|265678478|ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

407866 Bacteria_16S 861288 861254 5 39 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
407866 Bacteria_16S 877786 877752 5 39 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


strain AS4.0578 1 
Actinobacteria; A 


407866 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


407866 Bacteria_16S 


koreensis strain 


6S ribosomal RNA, partial sequence 877 
ctinobacteridae; Actinomycetales; Pseu 
880793 880759 5 39 gi 
37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


882296 882262 5 39 gi 
LM042 16S ribosomal RNA, partial seque 


ales; 


nce 


138 87856 


donocardin 


265678458 
88012 
Pseu 


265678456 
88163 


3 Lentzea flaviverrucosa Bacteria; 

eae; Actinosynnemataceae; Lentzea. 
ref|NR_028760.1| Lentzea californiensis 
9 881579 Lentzea californiensis 
donocardineae; Actinosynnemataceae; 


ref |NR_028758.1 
0 883139 Catell 


Catellatospora 
atospora koreensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 

Catellatospora. 

407866 Bacteria_16S 888433 888399 5 39 gi|265678452|ref|NR_028754.1| Saccharopolyspora 

flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

Saccharopolyspora. 

407866 Bacteria_16S 912996 912962 5 39 gi| 265678436 |ref|NR_028738.1| Lechevalieria 

aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 

aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

Actinosynnemataceae; Lechevalieria. 

407866 Bacteria_16S 914554 914520 5 39 gi|265678435|ref|NR_028737.1| Actinosynnema 

pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 

407866 Bacteria_16S 916152 916114 1 39 gi|265678434|ref|NR_028736.1| Streptococcus 

intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 

Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 

407866 Bacteria_16S 917705 917671 5 39 gi|265678433|ref|NR_028735.1| Gordonia amicalis 

strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

407866 Bacteria_16S 919270 919236 5 39 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 

strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

407866 Bacteria_16S 959496 959454 1 43 gi|265678405|ref|NR_028707.1| Bacillus 

selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 

selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

407866 Bacteria_16S 1016052 1016010 1 43 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 

strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

407866 Bacteria_16S 1020691 1020653 1 39 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 

strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

407866 Bacteria_16S 1022244 1022206 1 39 gi|265678363|ref|NR_028665.1| Streptococcus 

pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 

pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

407866 Bacteria_16S 1023815 1023777 1 39 gi|265678362|ref|NR_028664.1| Streptococcus mitis 

strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

407866 Bacteria_16S 1031297 1031263 5 39 gi| 265678357 |ref|NR_028659.1| Micromonospora 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


1030633 1032114 Micromonospora 


407866 Bacteria_16S 


strain IFM 10035 


strain IFM 0784 1 


strain IFM 0575 1 


strain IFM 10084 


strain YZ-96 16S 


strain LK2-10 16S 


Micromonospora. 


407866 Bacteria_16S 


strain IFM 0245 1 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; 


407866 Bacteria_16S 


strain NRRL 15532 


Bacteria; Actinobacteria; 


Nonomuraea. 


407866 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


407866 Bacteria_16S 


strain I-132 16S 


Actinobacteria; Actinoba 
407866 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
407866 Bacteria_16S 
CECT 5990 16S ribosomal RNA, partial sequence 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


407866 Bacteria_16S 


strain IMMIB R-14 


strain Cal06 16S 


gallinaceus strai 
gallinaceus Bacte 


407866 Bacteria_16S 


strain 13.4 16S r 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


407866 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


str. Twist 16S ri 
Bacteria; Actinob 


YIM 30243 16S rib 


1038984 1038950 5 


1040493 1040459 5 


1042031 10419975 


1043591 10435575 


1045147 10451135 


1048220 1048186 5 


1052723 1052689 5 


1075268 10752345 


1106858 1106828 5 
16S ribosomal 


1112959 11129255 
76 16S 
acteria; 


1114502 1114468 5 
ribosomal RNA, 


1116028 11159945 
ribosomal RNA, 


1134110 11340765 


a; 
e; Corynebacterium. 


1147763 11477295 


1217339 12173055 


1224853 1224815 1 


Firmicutes; 
1246107 1246073 5 


ria; 


1256543 1256509 5 


1262493 1262459 5 


1316894 1316860 5 


1326132 1326098 5 


407866 Bacteria_16S 


1344515 13444815 


ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
407866 Bacteria_16S 
n CCUG 42692 16S ribosomal RNA, partial 
Lactobacillales; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
407866 Bacteria_16S 


bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 
osomal RNA, partial sequence 


39 gi 


39 gi 


39 gi 


39 gi 


39 gi 


39 gi 


10 
39 gi 


39 gi 


35 gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


39 gi 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


39 gi 


11 


39 gi 


11 
39 gi 


39 gi 


34 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
407866 Bacteria_16S 


39 gi 


39 gi|219878314|ref|NR_025453.1 
sequence 1224170 122567 
Streptococcaceae; Streptococcu 

39 gi|219857484|ref|NR_025072.1 
1245479 1246880 Amycolatopsis 


39 gi 


39 gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 


39 gi 


39 gi 


Micr 


Kine 


Kine 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
407866 Bacteria_16S 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
407866 Bacteria_16S 


265678350 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
407866 Bacteria_16S 


265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
407866 Bacteria_16S 


265678348 


1044481 10459 
Cory 


265678342 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
407866 Bacteria_16S 


265678327 


ain Mb8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 
Rhodococcus. 


265678304 


265678300 
11123 


265678299 


13840 11153 


265678298 
15364 11168 


253680767 


Actinobacteria; Actinobacteridae; Actinomycetales; 


253680758 
11471 


219878473 


1216681 12181 


219857144 


16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycetales; 


219846681 

12618 
Cory 

228715851 


1316224 13177 


Micr 
219846136 


1325499 13269 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


39 gi 


obscurus DSM 43160 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


Geodermatophilus. 


228721038 


nebacterineae; 


nebacterineae; 


nebacterineae; 


nebacterineae; 


omonosporineae Hi 


nebacterineae; 


e; Actinomycetales; 


Micrococcineae; Micr 


ref |NR_028654.1 


ref|NR_028653.1 
ref |NR_028652.1 
ref 


NR_028651.1 


ref|NR_028650.1 


nebacterineae; Nocardiaceae; 
265678346 |ref|NR_028648.1 
47573 10490 


Micromonos 


ref|NR_028644.1 


ref|NR_028629.1 
1074605 107593 


ref|NR_028606.1 


ref|NR_028601.1 
07 1113789 Microb 


ref|NR_028600.1 


ref|NR_028599.1 


ref |NR_028015.1 
133500 113488 


Corynebact 


RR 


ref|NR_028006.1 
15 1148603 Nocard 
Nocardiacea 
ref|NR_025612.1 
48 Arthrobacter 


Pseudonocar 


ref|NR_024772.1 


ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_027540.1 


ococcineae; Trop 
ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


Nocardia. 
Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 
Nocardiaceae; 


Nocardia. 
Rhodococcus 
5 Rhodococcus 


Corynebacterineae; 


Nonomuraea longicatena 


1106217 1107715 Nonomuraea longicatena 
Streptosporangineae; 


Streptosporangiaceae; 
Microbacterium 
acterium halophilum 


obacteriaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
osporiineae; Kineosporiace 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
osporiineae; Kineosporiace 


ae; Kineosporia. 

Corynebacterium 
1 Corynebacterium 
erineae; 


Nocardia ignorata 

ia ignorata Bacteria; 
e; Nocardia. 
Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 

Streptococcus 
1 Streptococcus 
Ss. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacterineae; C 


orynebacteriaceae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 

Nocardia alba strain 
Bacteria; 

e; Nocardia. 


ref|NR_027601.1 


Geodermatophilus 


1343850 1345331 Geodermatophilus obscurus DSM 


407866 Bacteria_16S 
DSM 43247 16S rib 
Bacteria; Actinob 
407866 Bacteria_16S 


ferrooxidans DSM 


DSM 10331 Bacteri 
Acidimicrobiaceae 
407866 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


407866 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 


407866 Bacteria_16S 


strain LM 036 16S 


407866 Bacteria_16S 
spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 
407866 Bacteria_16S 
endolithica strai 
endolithica Bacte 
Micromonosporacea 
407866 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 


1350643 1350609 5 39 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
osomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

1361117 13610715 Si gi|228719712|ref|NR_027584.1| Acidimicrobium 
10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
a; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 

; Acidimicrobium. 

1410700 1410662 1 39 gi|224581432|ref|NR_027214.1| Streptococcus 
strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

1421319 14212855 39 gi|224581444|ref|NR_027226.1| Arthrobacter 

strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
1439895 1439861 5 39 gi|224581428|ref|NR_027210.1| Lentzea violacea 
ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 

1450555 14505215 39 gi|224581420|ref|NR_027201.1| Corynebacterium 
in PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

1452021 1451987 5 39 gi|224581419|ref|NR_027200.1| Micromonospora 
n AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

e; Micromonospora. 

1453552 1453518 5 39 gi|224581418|ref|NR_027199.1| Arthrobacter 
strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

1460968 1460934 5 39 gi|224581412|ref|NR_027193.1| Kocuria carniphila 


407866 Bacteria_16S 


strain CCM 132 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 
albus stra 


subsp. 
subsp. albus Bact 
Streptomycetaceae 


407866 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


407866 Bacteria_16S 


caeruleus subsp. 


S ribosomal RNA, partial sequence 


1474560 1474526 5 39 gi 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1479254 1479188 5 wie’ gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1494403 1494369 5 39 gi 


’ 


in DSM 40313 16S ribosomal RNA, partia 


caeruleus strain DSM 44103 16S ribosomal 


1460297 14618 
ococcineae 


219878476 
1 


219878381 
ete sequen 
ococcus. 

219846703 
RNA, pa 


sequence 
Actinomy 


7 Mi 
ref 


ceta 


ref 


ref 
rtia 


1473916 14754 


ce 1478573 14801 


crococcaceae 
NR_025615.1 
1 
les; Strepto: 
NR_025520.1 


0 


NR_026295.1 
1 sequence 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


407866 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; 
407866 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


407866 Bacteria_16S 


matsumotoense str 
matsumotoense Bac 
Micromonosporacea 


407866 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


407866 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


407866 Bacteria_16S 


strain NRRL B-162 


Micromonosporineae; Micromonosporaceae 
1501825 15017915 39 gi 
16S ribosomal RNA, complete sequence 

Actinomycetales; Micr 
1521310 15212765 39 gi 
rain DSM 43406 16S ribosomal RNA, part 


ardia. 
1532023 1531989 5 39 gi 
ain IMSNU 22003 16S ribosomal RNA, par 


e; Micromonospora. 

1536528 15364945 39 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

ae; Saccharothrix. 

1538090 1538056 5 39 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1539650 15396165 39 gi 
38 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


407866 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


407866 Bacteria_16S 


1541199 15411655 39 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 
1542759 15427255 


39 gi 


cteria; Actinobacteria; Actinobacterid 


teria; Actinobacteria; Actinobacterida 


; Couchiop 
219846604 
15011 
ococcineae 
219857610 
ial sequen 
ae; Actino 


’ 


219857427 
tial seque 
e; 


219857378 
al sequenc 
Actinomyce 


219857377 
1 sequence 
Actinomyc 


219857376 
15389 
donocardin 
219857375 
ial sequen 
Actinomyc 


219857374 


lane 
ref 


7 Mi 
ref 


myce 


ref 
nce 


Actinomycet 


ref 


tale 


ref 


etal 


ref 


eae; 
ref 


etal 


ref 


62 1502633 Sinomo 


ce 1520665 15221 


e 1535864 15373 


1537426 15389 


86 1540484 Cross 


ce 1540535 15420 


Ss. 
NR_026196.1 


crococcaceae 
NR_025199.1 
5 
tales; Coryn 
NR_025015.1 

153135 
ales; Micro 
NR_024966.1 
7 
s; Pseudonoc 
NR_024965.1 
2 
es; Pseudono 
NR_024964.1 
i 
Pseudonocar 
NR_024963.1 
4 
° 


es; Pseudon 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 

Nocardia 

6 Nocardia 

ebacterineae; 


v 


Micromonospora 
9 1532864 Micromonospora 


monosporineae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 
cardineae; 


NR_024962.1 


Actinokineospora 


diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 


diospyrosa Bacter 
Actinosynnematace 


ia; 


ae; Actinokineospora. 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


407866 Bacteria_1 
pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 
407866 Bacteria 1 


strain MK27-91F2 


strain JCM 9114 1 


6S 1563613 1563579 5 39 gi 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

6S 1574177 1574143 5 


’ 


39 gi 


6S 1575702 1575668 5 39 gi 


ti 


do 


219846103 
al seque 
Actinomy 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
407866 Bacteria _1 


nocardin 
219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


ref 
nce 
ceta 


NR_025693.1 
156296 
Pseudon 


Amycolatopsis 
4 1564361 Amycolatopsis 
les; ocardineae; 
ref|NR_024687.1| Umezawaea tangerina 
00 Umezawaea tangerina Bacteria; 
eae; Actinosynnemataceae; Umezawaea. 
ref|NR_024686.1| Lentzea waywayandensis 
26 Lentzea waywayandensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
407866 Bacteria_16S 1604973 1604939 5 39 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria _1 
arilaitensis stra 
arilaitensis Bact 


Arthrobacter. 


407866 Bacteria_16S 
ruminatorw 
rumin 
407866 Bacteria_16S 
bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 
407866 Bacteria_16S 


subsp. 
equi subsp. 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
407866 Bacteria_16S 


strain R-10289 16 
Proteobacteria; 


macmurdoensis Bac 


407866 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


407866 Bacteria_16S 


aridum subsp. lar 


Kibdelosporangium aridum subsp. 


Actinomycetales; 


407866 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
407866 Bacteria_16S 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


407866 Bacteria_16S 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


407866 Bacteria_16S 


keratiniphila sub 


G 
407866 Bacteria_16S 
macmurdoensis str 


6S 1606514 1606480 5 39 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae; 
1609495 1609457 1 39 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1626025 16259915 39 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Arsenicicoccus. 
1639635 16396015 39 

ribosomal RNA, partial sequence 


gi 


Stre 
71 gi 
16S ribosomal RNA, 


1651871 1651801 1 
s strain LMG 17892 
s Bacteria; Firmicutes; Bacillales; Ba 
1654952 1654918 1 35 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1661112 1661042 1 71 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1662622 1662588 5 39 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1664162 16641285 39 gi 
gum strain SKF-AAD-609 16S ribosomal R 


Pseudonocardineae; Pseudonocardiaceae; 
1665686 1665652 5 39 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


1673256 16732225 39 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1674779 1674745 5 39 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1676278 16762445 39 gi 
sp. nogabecina strain DSM 44586 16S ri 


al 


s 


bo 


oc 
219878472 

ence 

Actinomy 


qu 


pa 
A: 


s 
Ac 


pt 


pa 
ci 


an 


K 


ae 


e 
es; 


v 


occineae; 


219878470 
rtial se 
ales; 
219878459 
equence 
tinomyce 


st 


219878450 
1638983 16404 
osporang 
219878441 
rtial se 
llaceae; 
219878438 
1654275 16557 
thomonad 
219878434 
sequence 
ccaceae; 

219878433 
sequence 
e; Actinomycet 


P 


219878432 
NA, partia 
largum Bacteria; Actinobacteria; Actinobacteridae; 
ibdelosp 
219878431 


16650 
Pseu 


219878426 
sequenc 
Actino: 


219878425 
equence 
Actinomyc 


219878424 
somal RN. 


Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


3 Micrococcacea 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


e; 


ref 
quen 


NR_025609.1 
ce 160886 
reptococcaceae; 
ref|NR_025598.1 

1625384 162685 
tales; Micrococc 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


ref|NR_025589.1| Nocardiopsis aegyptia 
69 Nocardiopsis aegyptia Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025580.1| Bacillus 
quence 1651192 1652677 Bacillus 
Bacillus. 
ref|NR_025577.1| Thermomonas fusca 
71 Thermomonas fusca Bacteria; 
aceae; Thermomonas. 
ref |NR_025573.1| Sporosarcina 
1660434 1661916 Paenisporosarcina 
aenisporosarcina 
ref|NR_025572.1 
1661967 166345 
ales; Pseudo 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


ref 
1 se 


NR_025571.1 
quence 


Kibdelosporangium 
1663507 1664980 


orangium. 
ref|NR_025570.1| Kibdelosporangium 
31 1666519 Kibdelosporangium albatum 


donocardineae; Pseudonocardiaceae; 
ref|NR_025565.1 
e 1672599 167407 


mycetales; Pseud 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


ref 
A, p 


NR_025563.1 
artial seque 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


407866 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


407866 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


407866 Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; Amycolato 

1677795 16777615 39 gi| 219878423 
n DSM 44594 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
e; Amycolatopsis. 

1679316 1679282 5 39 gi| 219878422 
17 16S ribosomal RNA, partial sequence 16786 
acteria; Actinobacteridae; Actinomycetales; Pseu 

1740404 17403705 39 gi| 219878380 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


ref 


NR_025519.1| Nocardiopsis halophila 


strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


407866 Bacteria_16S 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 
Bacillales; 
407866 Bacteria_16S 

strain SPR2 16S r 


Firmicutes; 


fresconis strain 


fresconis Bacteri 


Brachybacterium. 


407866 Bacteria_16S 


entericus strain 


entericus Bacteria; 
407866 Bacteria_16S 
halodurans strain 
Proteob 
407866 Bacteria_16S 
neutrophila strai 
neutrophila Bacteria; 


Bacteria; 


Halorhodospira. 


407866 Bacteria_ 
gandavensis strai 
gandavensis Bacte 


Arthrobacter. 


407866 Bacteria_ 
strain Kb2 16S ri 


Nocardiopsaceae; 


407866 Bacteria_ 
sulfidifaciens st 
sulfidifaciens Bacteria; 
407866 Bacteria_ 
testudinoris stra 
testudinoris Bact 


1752587 1752517 1 
Bacillaceae; 


1758784 1758750 5 


1761774 17617405 


1787306 1787272 1 
Proteobacteria; 
16S 1799379 1799345 5 


16S 1810161 18101275 


16S 1816301 1816267 5 


16S 1852837 1852803 5 


Thermobifida. 
16S 1854400 1854330 1 


Firmicutes; 


16S 1858879 1858845 5 


Corynebacteriaceae; Corynebacterium. 


407866 Bacteria_ 
strain IMSNU 2200 


Arthrobacter. 


407866 Bacteria_ 
halotolerans stra 
halotolerans Bact 


Nocardiopsaceae; 


407866 Bacteria_ 


strain DSM 12654 
Firmicutes; 


Bacillales; 
407866 Bacteria_ 
kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiaceae; 
407866 Bacteria_ 
albidoflavus stra 
albidoflavus Bact 


16S 1866600 1866566 5 


16S 1874200 18741665 


16S 1877173 1877139 5 


Nocardiopsis. 
16S 1912010 1911940 1 


Planococcaceae; 


16S 1924279 19242455 


Pseudonocardia. 


16S 1925840 1925806 5 


Pseudonocardiaceae; Amycolatopsis. 


407866 Bacteria_ 
spinosispora stra 
spinosispora Bact 
Pseudonocardiaceae; 
407866 Bacteria_16S 


strain CF-25 16S 


16S 1950268 1950234 5 


Pseudonocardia. 
1957730 1957696 5 


2030844 2030810 5 


71 


Bacillus. 


39 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
407866 Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial sequence i 


a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


39 


35 


39 


39 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
407866 Bacteria_ 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 
407866 Bacteria_ 
cellulosilytica s 
cellulosilytica B 


39 


39 


71 


39 


in CCUG 41823 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


39 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
407866 Bacteria_ 
nasiphocae strain 
nasiphocae Bacter 


39 


M597/99/10 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


39 


2 
in DSM 44410 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


71 


16S ribosomal RNA, partial sequence 1911333 19128 
Ureibacillus. 


39 


n LM 157 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


39 


39 


in LM 141 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


39 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
407866 Bacteria_16S 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 


39 


219878372 |ref 


gi 


219878366|ref 


gi 


NR_025511.1 


NR_025505.1 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Gordonia sihwensis 


1758120 1759618 Gordonia sihwensis Bacteria; 


219878364 |ref 


gi 


1764775 1764737 1 39 gi|219878361|ref|NR_025500.1 

CECT 5353 16S ribosomal RNA, partial sequence 1 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
1766238 1766204 1 35 gi|219878360|ref|NR_025499.1 


34Alc 16S ribosomal RNA, partial sequence 1765552 1 
acteria; Gammaproteobacteria; Chromatiales; 


219878344 |ref 


gi 


n SG 3301 16S ribosomal RNA, partial sequence i 
Gammaproteobacteria; 


219878336|ref 


gi 


n R 5812 16S ribosomal RNA, partial sequence 1 
ria; Actinobacteria; Actinobacteridae; 


219878329 |ref 


gi 


Chromatiales; 


Actinomycetales; 


NR_025503.1 


NR_025483.1 


NR_025475.1 


NR_025468.1 


Gordoniaceae; 


Gordonia. 
Brachybacterium 


761124 1762594 Brachybacterium 


Dermabacteraceae; 


Streptococcus 


764167 1765501 Streptococcus 


Alkalilimnicola 


767023 Alkalilimnicola halodurans 
Ectothiorhodospiraceae; 


Alkalilimnicola. 
Halorhodospira 


786631 1787986 Halorhodospira 
Ectothiorhodospiraceae; 


Arthrobacter 


798724 1800168 Arthrobacter 
Micrococcineae; Micrococcaceae; 


Gordonia westfalica 


1809512 1810989 Gordonia westfalica Bacteria; 


219878325|ref 


gi 


43828 16S ribosomal RNA, partial sequence 1815646 1 
acteria; Actinobacteridae; Actinomycetales; 


219878299 |ref 


gi 


train TB100 16S ribosomal RNA, partial sequence 1 
acteria; Actinobacteria; Actinobacteridae; 


219878298 |ref 


gi 


rain CCUG 44365 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


219878295 |ref 


gi 


gi|219878290|ref 


219878285 |ref 


gi 


19878283|ref 


gi 


219878255 |ref 


gi 


219878245 |ref 


gi 


219878244 |ref 


gi 


in IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 192664 
eria; Actinobacteria; Actinobacteridae; 


219878228 |ref 


gi 


219878223 |ref 


gi 


1957067 1958565 Arthrobacter 


ref 


gi|219878175 


Actinomycetales; 


sequence 1858220 185970 
Actinomycetales; 


1865935 1867442 Asanoa 


1873541 187493 
Actinomycetales; 


1876505 187800 
Actinomycetales; 


21 Ureibacillus 


1923611 192512 
Actinomycetales; 


Actinomycetales; 


1949601 195111 
Actinomycetales; 


NR_025464.1 


NR_025438.1 
852181 185367 


NR_025429.1 


Micromonos 
NR_025424.1 


Micrococc 


NR_025422.1 
Strepto 


NR_025394.1 


NR_025384.1 


Pseudono 


NR_025383.1 
Pseudon 
NR_025367.1 
Pseudon 


NR_025362.1 


Gordoniaceae; 


Gordonia. 
Kibdelosporangium 


817129 Kibdelosporangium aridum 
Pseudonocardineae; Pseudonocardiaceae; 


Thermobifida 
5 Thermobifida 


Streptosporangineae; 


NR_025437.1| Globicatella 
1853726 1855215 Globicatella 

Globicatella. 

NR_025434.1| Corynebacterium 


1 Corynebacterium 


Corynebacterineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Nocardiopsis 
9 Nocardiopsis 


sporangineae; 


Ureibacillus terrenus 


terrenus Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Pseudonocardia 
2 Pseudonocardia 


ocardineae; 


Arthrobacter luteolus 


luteolus Bacteria; 
Micrococcaceae 


; Arthrobacter. 


NR_025314.1 


Corynebacterium 
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407866 Bacteria_16S 
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Corynebacterium. 
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407866 Bacteria_16S 2036933 2036899 5 


simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


407866 Bacteria_16S 2043166 2043132 1 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


nitritireducens Bacteria; 
Stenotrophomonas. 


407866 Bacteria_16S 2127216 2127182 1 
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Thioalkalispira. 
407866 Bacteria_16S 
strain YIM 90003 
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Streptomonospora. 


407866 Bacteria_16S 2161793 2161759 5 


Proteobacteria; 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
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16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 
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strain F829 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


407866 Bacteria_16S 2166434 2166400 5 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 
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Nocardiaceae; Rhodococcus. 


407866 Bacteria_16S 2183141 21831075 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


hongkongensis Bacteria; 
Actinomycetaceae; Actinomyces. 
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Nocardiaceae; Rhodococcus. 
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Streptococcus iniae 
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58 Nonomuraea turkmeniaca Bacteria; 
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methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


407866 Bacteria_16S 2383387 23833535 39 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

407866 Bacteria_16S 2409259 24092255 39 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

407866 Bacteria_16S 2417064 2417026 1 39 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

407866 Bacteria_16S 2426269 2426199 1 71 gi| 219857441 |ref|NR_025029.1| Viridibacillus neidei 
strain BD-87 16S ribosomal RNA, partial sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

407866 Bacteria_16S 2438164 24381305 39 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

407866 Bacteria_16S 2448860 2448790 1 71 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

407866 Bacteria_16S 2454981 2454947 5 39 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

407866 Bacteria_16S 2494056 2494022 5 39 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

407866 Bacteria_16S 2496952 2496918 5 39 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

407866 Bacteria_16S 2506162 2506128 1 35 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 
strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 

407866 Bacteria_16S 2510738 2510704 5 39 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

407866 Bacteria_16S 2512245 25122115 39 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
407866 Bacteria_16S 2516764 25167305 39 gi|219857366|ref|NR_024954.1]| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

407866 Bacteria_16S 2591073 2591003 1 71 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

407866 Bacteria_16S 2598767 2598705 1 63 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 
strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

407866 Bacteria_16S 2609475 2609441 5 39 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

407866 Bacteria_16S 2612575 2612541 5 39 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
407866 Bacteria_16S 2655321 2655287 5 39 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

407866 Bacteria_16S 2656837 2656803 5 39 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

407866 Bacteria_16S 2664224 2664186 1 39 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

407866 Bacteria_16S 2665786 2665748 1 39 gi|219857213|ref|NR_024841.1| Streptococcus 


sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 


sanguinis Bacteri 


a; Firmicutes; Lactobacillales; 


Streptococcaceae; 


2665089 2666548 Streptococcus 
Streptococcus. 


407866 Bacteria_16S 2667222 2667188 5 39 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
407866 Bacteria_16S 2668737 2668703 5 39 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 
407866 Bacteria_16S 2670272 2670242 5 35 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 


407866 Bacteria_16S 2677843 2677809 5 39 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

407866 Bacteria_16S 2688342 2688308 5 39 gi|219857197|ref|NR_024825.1| Nocardia sienata 


strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
407866 Bacteria_16S 2706374 2706304 1 vi gi|219857184|ref|NR_024812.1| Exiguobacterium 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
407866 Bacteria_16S 2719815 27197815 39 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
407866 Bacteria_16S 2724403 2724369 5 39 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
407866 Bacteria_16S 2732074 2732004 1 71 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 
407866 Bacteria_16S 2746788 2746754 5 39 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
407866 Bacteria_16S 2760201 2760167 5 39 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
407866 Bacteria_16S 2767673 2767639 5 39 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 
407866 Bacteria_16S 2770714 2770680 5 39 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
407866 Bacteria_16S 2796267 2796233 5 39 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
407866 Bacteria_16S 2797789 2797755 5 39 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
407866 Bacteria_16S 2799310 2799276 5 39 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
407866 Bacteria_16S 2800833 2800799 5 39 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
407866 Bacteria_16S 2802354 28023205 39 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
407866 Bacteria_16S 2803875 2803841 5 39 gi|219857114|ref|NR_024742.1| Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
407866 Bacteria_16S 2805397 2805363 5 39 gi|219857113|ref|NR_024741.1]| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
407866 Bacteria_16S 2806919 2806885 5 39 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 


consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


407866 Bacteria_16S 
campanulatus stra 
campanulatus Bact 
Micromonosporacea 
407866 Bacteria_16S 


strain Lp2 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


strain IFO 12702 


strain JCM 9312 1 


Catenuloplanes. 


407866 Bacteria_16S 
strain MK703-102F 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
407866 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; 


strain SJS0289-JS 


G 
407866 Bacteria_16S 
capillaceus strai 
capillaceus Bacte 
Micromonosporacea 
407866 Bacteria_16S 


2808441 2808407 5 39 


gi 


e; Actinoplanes. 
2814416 2814382 5 39 
bosomal RNA, partial sequence 


gi 


2826471 2826437 5 39 


gi 


2829545 28295115 39 


gi 


2834117 2834083 5 39 gi 
1 16S ribosomal RNA, partial sequence 


2863392 2863358 1 35 


gi 


2891158 2891124 5 39 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2906330 2906296 5 39 gi 
1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


407866 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


407866 Bacteria_16S 


2912527 29124615 71 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 


2917156 29170905 TL gi 


arlettae strain ATCC 43957 16S ribosomal RNA, partial s 


arlettae Bacteria 


407866 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


407866 Bacteria_16S 


IFO 16102 16S rib 


; Firmicutes; Bacillales; Staphylococc 


2924795 2924757 1 39 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2939701 2939667 5 39 
osomal RNA, partial sequence 


Streptoc 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


407866 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


407866 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


407866 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


407866 Bacteria_16S 


strain IFO 16068 


2941224 29411905 39 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2942740 2942706 5 39 gi 
YU655-43 16S ribosomal RNA, partial se 


e; Virgisporangium. 

2944256 2944222 5 39 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


2954823 2954789 5 39 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


407866 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


407866 Bacteria_16S 


strain 10.268-1 1 


2962370 2962332 1 39 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2985279 2985245 5 39 


gi 


Streptoc 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


407866 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


407866 Bacteria_16S 


strain IFO 15059 


2986801 2986767 5 39 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 


2988327 2988293 5 39 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


407866 Bacteria_16S 


3011047 30110135 39 


gi 


in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


Fran 


a; Actinobacteria; Actinobacteridae; Act 


219857111 
1 
7 


219857107 


2813767 28152 
occineae 


oc 
219856906 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 


kineae; 
219856904 


6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219856901 

28334 
ne 
219856882 


6S ribosomal RNA, partial sequence 2862729 28642 
ammaproteobacteria; Pseudomonadales; P 


se 
219856862 
sequence 


219856852 
29056 
ne 
219856848 
29118 


219856845 
equence 

us 
219856840 


2924131 29254 


occus. 
219856830 


2939058 29405 
donocardin 


219856829 
equence 
Actinomyc 


219856828 
quence 


219856827 
sequence 
Actinomyc 


219856820 


16S ribosomal RNA, partial sequence 2954180 29556 


nebacterin 
219856815 


2961676 29631 


occus. 
219846933 


6S ribosomal RNA, partial sequence 2984634 29861 


nebacterin 
219846932 

ar 
da 


e; Actin 


219846931 


16S ribosomal RNA, partial sequence 2987680 29891 


nebacterin 
219846916 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


Geodermatophilace 


ae; Modestobacter. 


sequence 
Actinomy 


Sp 


omonospori 


bacterin 


udomonad 


Actinomyc 


bacterin 


inomycet 


tial seq 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


ref|NR_024735.1 
09 Tetrasphaera 
; Intrasporangia 
ref|NR_024727.1 


oric 
ref 


hthyaceae; S 
NR_024725.1 


neae; Micromonos 
ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 


ref |NR_024701.1 


aceae; Pseudomon 
ref|NR_024681.1 
2890502 289195 
etales; Micromon 


ref |NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024664.1 
2916456 291794 


ref|NR_024659.1 
69 Streptococcus 
ref|NR_024649.1 
eae; Actinosynne 
ref|NR_024648.1 


2940579 294204 
etales; Micromon 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 
ref|NR_024646.1 
2943614 294507 
etales; Frankine 
ref |NR_024639.1 
eae; Gordoniacea 
ref |NR_024634.1 
71 Streptococcus 
ref|NR_026525.1 
Nocardiacea 
NR_026524.1 
e 298615 
etales; Cory 


eae; 
ref 

uenc 
omyc 


ref |NR_026523.1 


eae; Gordoniacea 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Actinoplanes 

8 Actinoplanes 

osporineae; 


Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Staphylococcus kloosii 

lococcus kloosii 


Staphylococcus 
9 Staphylococcus 


Streptococcus peroris 
peroris Bacteria; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Sporichthya 
9 Sporichthya 


ae; Sporichthyaceae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Streptococcus porcinus 
porcinus Bacteria; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 


ref|NR_026508.1 
3010413 301189 


Modestobacter 
4 Modestobacter 


407866 Bacteria_16S 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 


3023187 30231535 39 


219846908 


sequence 


ref|NR_026500.1 


Gordonia 


3022528 3023984 Gordonia 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; 


407866 Bacteria_16S 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
407866 Bacteria_16S 


strain S369-98-1 
Firmicutes; 


Lactobacillales; 
407866 Bacteria_16S 


Gordonia. 


3039915 30398815 39 


3064344 3064306 1 39 


Streptococcaceae; 
3092686 3092652 5 39 


strain TA68 16S ribosomal RNA, partial sequence 


strain F98.3HR69 


3098787 3098753 5 39 


219846896 


219846879 


16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus 
Streptococcus. 


219846860 


3092041 30935 


219846856 


ref|NR_026488.1 


ref |NR_026471.1 


ref |NR_026452.1 


ref|NR_026448.1 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 
Gordoniaceae; 


Gordonia. 
Streptococcus ovis 
ovis Bacteria; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
407866 Bacteria_16S 


Kocuria. 
Arthrobacter rhombi 


16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


407866 Bacteria_16S 
gifhornensis strain HR1- 


Micromonosporaceae; 


407866 Bacteria_16S 
riegelii strain DMMZ 241 
riegelii Bacteria; Actin 


3103231 31031975 39 


3119859 31198255 39 


Corynebacteriaceae; Corynebacterium. 


407866 Bacteria_16S 
strain HK1 0089 16S ribo 
Actinobacteria; Actinoba 
407866 Bacteria_16S 
falsenii CCUG 33651 16S 
Bacteria; Actinobacteria; 


Corynebacterium. 


407866 Bacteria_16S 
pedioforme strain DSM 38 
pedioforme Bacteria; 
407866 Bacteria_16S 
singulare strain IBS B52218 16S ribosomal RNA, partial 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3133232 31331985 39 


3148294 31482605 39 


3149845 3149803 1 43 


3178860 3178826 5 39 


Corynebacteriaceae; Corynebacterium. 


407866 Bacteria_16S 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; 


3200276 3200242 5 39 


Corynebacteriaceae; Corynebacterium. 


407866 Bacteria_16S 


strain M408/89/1 


Corynebacterium. 


407866 Bacteria_16S 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; 


3201716 3201682 5 39 


3207703 3207669 5 39 


Corynebacteriaceae; Corynebacterium. 


407866 Bacteria_16S 


3213676 3213642 5 39 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


219846853 


2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 
Verrucosispora. 


219846842 


5 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Actinomycetales; 


219846833 


somal RNA, partial sequence 3132587 31340 
cteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; 


219846823 
31476 


219846822 


02 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


219846802 
sequence 


219846788 


219846787 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846783 


219846778 


lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial seque 


lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 


407866 Bacteria_16S 


3216756 3216718 1 39 


Actin 


219846776 


thoraltensis strain S69 16S ribosomal RNA, partial sequence 32160 


Bacteria; 


strain DSM 11140 


Firmicutes; 
407866 Bacteria_16S 


Lactobacillales; 
3225800 3225766 5 39 


Streptococcaceae; 


Streptoc 
219846770 


16S ribosomal RNA, partial sequence 3225149 32266 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


407866 Bacteria_16S 


strain DSM 43678 


3250016 3249986 5 35 


3256024 3255990 5 39 


219846754 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 


Streptosporang 


219846750 


lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 


lucentensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 


407866 Bacteria_16S 


3257537 3257503 5 39 


Actinomyc 


219846749 


strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 32583 


Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 


3259049 32590155 39 


Streptosporang 


219846748 


Actinomycetales; 


Chromatiales; 


Actinomycetales; 


ref |NR_026445.1 
102586 310404 


w 


ref|NR_026434.1 
3119211 312059 


ref|NR_026425.1 


ref |NR_026415.1 


ref|NR_026414.1 
3149167 315062 


ref|NR_026394.1 
3178210 317953 
Corynebact 


ref|NR_026380.1 
319961 
Actinomyceta 
ref |NR_026379.1 
Corynebacte 
ref|NR_026375.1 
Coryne 
ref|NR_026370.1 
nce 321302 
omycetales; Cory 
ref|NR_026368.1 
71 3217589 Strept 
occus. 


ref|NR_026362.1 


; Intrasporangia 
ref |NR_026346.1 


ineae; Streptosp 
ref |NR_026342.1 

3255372 325683 
etales; Streptos 


ref|NR_026341.1 


ineae; Nocardiop 


Verrucosispora 
7 Verrucosispora 


Micromonosporineae; 


Corynebacterium 
3 Corynebacterium 


Corynebacterineae; 


Demetria terragena 


43 Demetria terragena Bacteria; 


Demetria. 
Corynebacterium 


42 3149116 Corynebacterium falsenii 
Corynebacterineae; Corynebacteriaceae; 


Thiolamprovum 
5 Thiolamprovum 


Chromatiaceae; Thiolamprovum. 


Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium 
4 3201013 Corynebacterium 


les; Corynebacterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 


nebacterineae; 


Streptococcus 
ococcus thoraltensis 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Nocardiopsis 

2 Nocardiopsis 
porangineae; 


Nocardiopsis listeri 


45 Nocardiopsis listeri Bacteria; 


saceae; Nocardiopsis. 


ref|NR_026340.1 


Nocardiopsis alba 


strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


407866 Bacteria_16S 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


407866 Bacteria_16S 


strain DSM 44140 


Streptosporangineae; Nocardiopsaceae; No 


3321324 33212905 39 gi 


cardiops 
219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


3260559 3260525 5 39 gi| 219846747 |ref|NR_026339.1| Nocardiopsis 
p- albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 3259907 3261367 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


is. 
ref|NR_026297.1| Gordonia hirsuta 
44 Gordonia hirsuta Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

407866 Bacteria_16S 3324381 33243475 39 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

407866 Bacteria_16S 3325908 33258745 39 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 


Bacteria; Actinob 


Dactylosporangium. 
407866 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


407866 Bacteria_16S 
fulvum strain DSM 


Bacteria; Actinob 


Dactylosporangium. 
407866 Bacteria_16S 
16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


strain DSM 43040 


strain DSM 43039 


strain DSM 43151 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


407866 Bacteria_16S 


DSM 803 16S ribos 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


407866 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 


Dactylosporangium. 
407866 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


407866 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


407866 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


407866 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


407866 Bacteria_16S 


strain DSM 7083 1 
Actinobacteria; A 


407866 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


407866 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


3332004 33319705 39 


gi 


3333499 33334655 39 


gi 


3334993 3334959 5 39 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3341034 33410005 
omal RNA, partial sequence 


1 
; 


39 gi 


3342561 33425275 39 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


3344080 3344046 5 39 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3345608 3345574 5 39 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 
al 


3347134 33471005 39 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3348660 3348626 5 39 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3356364 33563305 39 


gi 
ctinobacteridae; Actinomycetales; Micr 
3380797 3380763 5 39 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3398863 3398829 5 39 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


oc 


al 


s 
A 


407866 Bacteria_16S 


omonospori 
219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


omonospori 
219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


omonospori 
219846695 
sequence 
Actinomy 


219846690 
3340376 3341852 Micro 


omonospori 


219846689 


e 33419 


es; 


219846688 


33434 
es; 


219846687 


33449 


es; Micr 


219846686 


33464 


es; Micr 


219846685 


33480 


es; Micr 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 


occineae 


219846662 


33801 


es; Cory 


219846646 


equence 
ctinomyc 


3400397 3400363 5 39 


gi 


219846645 


Micr 


Micr 


acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
3327429 33273955 39 gi|219846700|ref|NR_026292.1| Dactylosporangium 
ain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Dactylosporangium. 
3328948 33289145 39 gi|219846699|ref|NR_026291.1| Dactylosporangium 
43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
3330476 3330442 5 39 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_026287.1| Actinoplanes 

3334351 3335794 Actinoplanes 
cetales; Micromonosporineae; 


ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


v 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


ref|NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 
omonosporineae; Micromonosporaceae; 


ref|NR_026279.1| Micromonospora 
50 3346425 Micromonospora aurantiaca 
omonosporineae; Micromonosporaceae; 


ref|NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


ref|NR_026271.1| Dermabacter hominis 
06 Dermabacter hominis Bacteria; 
; Dermabacteraceae; Dermabacter. 
ref|NR_026254.1| Gordonia hydrophobica 
49 3381618 Gordonia hydrophobica 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_026238.1] Arthrobacter 

3398202 3399685 Arthrobacter 
etales; Micrococcineae; Micrococcaceae; 


ref|NR_026237.1] Arthrobacter sulfureus 


strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


407866 Bacteria_16S 


strain DSM 20119 


3401923 3401889 5 39 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


407866 Bacteria_16S 


histidinolovorans 
histidinolovorans 


3404993 3404959 5 39 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


407866 Bacteria_16S 


strain DSM 20116 


3406519 3406485 5 39 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


407866 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


407866 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


407866 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


407866 Bacteria_16S 


strain DZZM 328 1 
Actinobacteria; A 
Corynebacterium. 


407866 Bacteria_16S 


strain DSM 20550 
Actinobacteria; A 


407866 Bacteria_16S 


strain DSM 20541 
Actinobacteria; A 


407866 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


407866 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


407866 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


407866 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


407866 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


407866 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


407866 Bacteria_16S 


crystallopoietes 
crystallopoietes 
Micrococcaceae; A 


407866 Bacteria_16S 


strain DSM 20133 
Actinobacteria; A 


407866 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


407866 Bacteria_16S 


strain DSM 43205 
Actinobacteria; A 


3431824 34317905 39 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

3433273 34332395 39 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3434631 3434597 5 39 gi 
CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

3436064 34360305 


39 gi 


ctinobacteridae; Actinomycetales; Cory 


3455859 3455825 5 39 gi 
ctinobacteridae; Actinomycetales; Micr 
3457388 3457354 5 39 gi 


ctinobacteridae; Actinomycetales; Micr 
3458882 3458848 5 39 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3460403 3460369 5 39 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

3461923 3461889 5 39 gi 
ctinobacteridae; Actinomycetales; Micr 
3463446 3463412 5 39 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 

3464969 3464935 5 39 gi 
ctinobacteridae; Actinomycetales; Micr 
3466492 3466458 5 39 gi 
DSM 20123 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 


3468014 3467980 5 39 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

3469540 3469506 5 39 gi 
ctinobacteridae; Actinomycetales; Micr 
3471058 3471024 5 39 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3472568 3472534 5 


39 gi 


ctinobacteridae; Actinomycetales; Cory 


407866 Bacteria_16S 


strain DSM43338 


3474103 3474069 5 39 gi 
16S ribosomal RNA, complete sequence 


oc 


ar 
ri 


oc 
s 


Ac 


en 
al 


qu 
in 


219846644 
16S ribosomal RNA, partial sequence 3401264 34027 


occineae 


219846642 
tial seq 


dae; Act 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 


occineae 


219846623 


equence 
tinomyce 


219846621 


ce 34326 
es; Cory 


219846620 


ence 
omycetal 


ne 


oc 


oc 
al 


e; 


te 
ae 


oc 


ti 
da 


oc 


se 
Ac 


re 
id 


oc 


s 


ne 


219846619 
6S ribosomal RNA, partial sequence 3435424 34367 


bacterin 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
occineae; 
219846605 
16S ribosomal RNA, partial sequence 3456719 34581 


occineae 


219846603 


sequenc 


219846602 


sequenc 
Actino: 


’ 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


occineae 


219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
occineae; 
219846598 


quence 
tinomyce 


219846597 


ial sequ 
ae; Acti 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 


occineae 


219846595 


equence 


Actinomyc 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 


bacterin 


219846593 


34734 


Actinomycet 


ref|NR_026236.1 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026234.1] Arthrobacter 

uence 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


Arthrobacter oxydans 


’ 


ref|NR_026233.1| Arthrobacter aurescens 

45 Arthrobacter aurescens Bacteria; 

; Micrococcaceae; Arthrobacter. 

ref|NR_026215.1| Corynebacterium 
3431175 3432575 Corynebacterium 


tales; Corynebacterineae; 


, 


ref|NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


ref|NR_026212.1 
3433993 343537 
es; Corynebacter 


Corynebacterium 
3 Corynebacterium 
ineae; 


ref|NR_026211.1| Corynebacterium auris 
52 Corynebacterium auris Bacteria; 
eae; Corynebacteriaceae; 


ref|NR_026198.1 
68 Arthrobacter 
3; Micrococcacea 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


Arthrobacter agilis 

agilis Bacteria; 

e; Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 

Arthrobacter 

2 Arthrobacter 

occineae; 


, 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


Arthrobacter 
0 Arthrobacter 
coccineae; 


ref|NR_026193.1 
33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 
omycetales; Micrococcineae; 


Arthrobacter ramosus 


, 


ref|NR_026191.1 
79 Arthrobacter 
3 Micrococcacea 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


Arthrobacter pascens 

pascens Bacteria; 

e; Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


, 


ref|NR_026188.1| Arthrobacter citreus 
48 Arthrobacter citreus Bacteria; 
; Micrococcaceae; Arthrobacter. 
ref|NR_026187.1] Arthrobacter 

3470399 3471862 Arthrobacter 


etales; Micrococcineae; Micrococcaceae; 


v 


ref|NR_026186.1| Rhodococcus opacus 
93 Rhodococcus opacus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026185.1] Rhodococcus ruber 
44 3474924 Rhodococcus ruber Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


407866 Bacteria_16S 3475626 3475592 5 39 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
407866 Bacteria_16S 3477153 3477119 5 39 gi|219846591|ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
407866 Bacteria_16S 3493928 3493894 5 39 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 
407866 Bacteria_16S 3495308 34952745 39 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 
407866 Bacteria_16S 3524096 3524062 5 39 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 
407866 Bacteria_16S 3581999 3581949 1 51 gi| 219846521 |ref|NR_026113.1]| Clostridium 
stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
407866 Bacteria_16S 3712598 37125645 39 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 
407866 Bacteria_16S 3714059 3714025 5 39 gi|219846427|ref|NR_026018.1]| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
407866 Bacteria_16S 3723172 3723102 1 71 gi|219846419|ref|NR_026010.1] Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
407866 Bacteria_16S 3739241 37392115 35 gi|219846408|ref|NR_025999.1| Nonomuraea polychroma 


strain IFO 14345 
Actinobacteria; A 


407866 Bacteria_16S 


strain IFO 14094 
Actinobacteria; A 


407866 Bacteria_16S 


strain 104 16S r 
Actinobacteria; A 


407866 Bacteria_16S 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3743632 3743602 5 35 


pt 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3745097 3745067 5 35 


pt 


ibosomal RNA, partial sequence 3744485 37458 
ctinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
3746558 3746528 5 35 gi|219846403|ref|NR_025994.1 


16S ribosomal RNA, partial sequence 3738628 37400 


osporang 


219846405 
16S ribosomal RNA, partial sequence 3743020 37444 


osporang 


219846404 


strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 


Actinobacteria; A 


407866 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


407866 Bacteria_16S 


strain IFO 15965 
Actinobacteria; A 


407866 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


407866 Bacteria_16S 


strain CM2104 16S 
Actinobacteria; A 


407866 Bacteria_16S 


strain AS 4.1860 
Actinobacteria; A 


407866 Bacteria_16S 


strain ON59 16S r 
Firmicutes; Lacto 


407866 Bacteria_16S 


strain CA15-8 16S 
Actinobacteria; A 


ctinobacteridae; Actinomycetales; Stre 
3840294 3840260 5 39 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pt 


ce 
al 
3902961 3902927 5 


39 gi 


ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; 

4200214 42001805 39 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


Streptoc 
gi 


oc 


oc 


osporang 


219846335 


38396 


es; Fran 


219846293 
16S ribosomal RNA, partial sequence 3902319 39037 


ctinobacteridae; Actinomycetales; Frankineae; Cryptosporangiacea 
3917911 3917877 5 39 gi| 219846282 |ref|NR_025872.1 
rain YU 127-1 16S ribosomal RNA, partial sequence 3917267 391873 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
e; Spirilliplanes. 
4011772 40117385 39 gi|219846215|ref|NR_025805.1 
ribosomal RNA, partial sequence 4011119 40125 
ctinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
4075242 4075208 5 39 gi|219846169|ref|NR_025759.1 
16S ribosomal RNA, partial sequence 4074613 40760 
ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
4117559 41175211 39 gi|219846139|ref|NR_025729.1 


4116858 41183 


cus. 


219846075 
4199561 42010 


occineae 


407866 Bacteria_16S 


4210804 42107705 39 gi 


219846068 


algeriensis strain SA 233 16S ribosomal RNA, partial sequence 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Saccharothrix. 


inea 
ref 


e; Streptosp 
NR_025996.1 


inea 
ref 


e; Streptosp 
NR_025995.1 


ineae; Streptosp 
ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref|NR_025883.1 


54 Streptococcus 
ref|NR_025665.1 


; Micrococcaceae 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Blastococcus 

coccus aggregatus 
tophilaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Spirilliplanes 

6 Spirilliplanes 

monosporineae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Streptococcus minor 
minor Bacteria; 


Arthrobacter koreensis 


31 Arthrobacter koreensis Bacteria; 


; Arthrobacter. 


ref|NR_025658.1 
4210162 421159 


Saccharothrix 
0 Saccharothrix 


407866 Bacteria_16S 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 
umidischolae Bacteria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 


Nocardiopsaceae; 
407866 Bacteria_16S 


marimammalium strain M54/01/1 16S ribosomal RNA, partia 
marimammalium Bacteria; 


407866 Bacteria_16S 


4216965 42169315 


4242607 4242569 1 


Firmicutes; 


17193 17152 1 


39 


39 


Lactobacillales; 


42 


strain L532 16S ribosomal RNA, partial sequence 


Firmicutes; 
407866 Bacteria_16S 
strain N. Pfennig 
Bacteria; 
407866 Bacteria_16S 
elongatus strain 
Bacteria; 
407866 Bacteria_16S 
aurantiaca strain 
Bacteria; 
407866 Bacteria_16S 


Lactobacillales; 


56741 56708 1 


99014 98937 1 
192051 192010 1 


196582 196541 1 


Lactobacillaceae; 


34 


78 


42 


42 


strain A30 16S ribosomal RNA, partial sequence 


Proteobacteria; 
407866 Bacteria_16S 


proteolyticus strain BT 16S ribosomal RNA, partial sequence 20208 
proteolyticus Bacteria; 


Coprothermobacter. 
407866 Bacteria_16S 


radiotolerans strain P 1 16S ribosomal RNA, 
radiotolerans Bacteria; Actinobacteria; 
Rubrobacter. 


Rubrobacteraceae; 
407866 Bacteria_16S 


albertensis strain DSM 14366 16S ribosomal RNA, partial 


albertensis Bacteria; 
Acidithiobacillus. 
407866 Bacteria_16S 
impatiens strain 
Bacteria; 
Saccharospirillum. 
407866 Bacteria_16S 


pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial seque 
pinnipedialis Bacteria; 


407866 Bacteria_16S 
strain TOD45 16S 
Firmicutes; Bacil 
407866 Bacteria_16S 
strain RSA19 16S 
Firmicutes; Bacil 
407866 Bacteria_16S 
strain ThSch 12 1 
Proteobacteria; 
407866 Bacteria_16S 


sibirica strain Al2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
407866 Bacteria_16S 
halophila strain 
Bacteria; 
407866 Bacteria_16S 
strain Uedal07 16 
Proteobacteria; 
407866 Bacteria_16S 


202762 202721 1 
Firmicutes; 


262290 262253 5 


563037 563004 1 
Proteobacteria; 


605072 605031 1 


661345 661308 5 


Firmicutes; 
700694 700653 1 


Paenibacillaceae; 
702178 702137 1 


Paenibacillaceae; 


703649 703616 1 


728053 728012 1 


733983 733950 1 


771169 771136 1 


788135 788094 1 


42 


Clostridia; 


42 


34 


42 


42 


Bacillales; 


42 


ribosomal RNA, partial sequence 
lales; Paenibacillus. 
ribosomal RNA, partial sequence 
lales; 


42 gi| 265678581 
701473 70290 

Paenibacillus. 
34 gi| 265678580 


42 


34 


34 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


42 


strain M39 16S ribosomal RNA, partial sequence 


Proteobacteria; 
407866 Bacteria_16S 


1175084 1175051 1 


34 


DSM 16069 16S ribosomal RNA, partial sequence 


Bacteria; 
407866 Bacteria_16S 
strain R-4079 16S 
Proteobacteria; 
407866 Bacteria_16S 


strain R-4069 16S ribosomal RNA, partial sequence 


1227902 1227869 1 


1229438 1229405 1 


34 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


34 


gi 


gi 


gi 
16 


Lactobac 


gi 


2611 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromati 


gi 


FP 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi 


JB103 16S ribosomal RNA, partial sequence 19135 
Proteobacteria; Gammaproteobacteria; Methylococcales; 


gi 
19 


Gammaproteobacteria; Methylococcales; Methylococc 


gi 


Thermoanaerobacterale 


gi 


complete sequence 
Rubrobacteridae; 


gi 


Gammaproteobacteria; Acidit 


gi 


EL-105 16S ribosomal RNA, partial sequence 60442 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


Jeotgal 


gi 
69 


6S ribosomal RNA, partial sequence 702960 70436 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


gi 


gi 


4270 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


gi 


gi 


787469 78896 
Gammaproteobacteria; Thiotrichales; Pisciricketts 


gi 


1174405 11758 
Proteobacteria; Gammaproteobacteria; Kangiell 


gi 


gi 


st 


770475 77198 


1227244 12287 


219846063 


219846040 


265679052 
478 18031 
illus. 
265679026 
56079 
ales; 
265678997 
98328 


265678935 
265678932 
5893 19735 


265678928 


265678885 
Rubrobac 
265678677 


sequence 


265678648 


265678608 


icoccus. 
265678582 
9985 70142 


265678563 
72737 
Ecto 
265678559 
73331 


265678532 
seudomonad 
265678520 
228718578 
a. 


219878281 


219878280 


; Actinomycetales; 


1 sequence 
reptococcaceae; 


Chromati 


Methy 


Chromatiaceae; 


seudomonadaceae; 


ref|NR_025653.1 
4216320 42177 


ref|NR_025630.1 
4241925 42434 


ref|NR_029360.1 
Lactobacillus 


NR_029334.1 
57529 

aceae; 
NR_029305.1 
99781 Desul 


NR_029243.1 
7 #192822 Methy 
lococcaceae; 


ref|NR_029240.1 


ref|NR_029236.1 


Ss; 


ref|NR_029191.1 
261591 263140 
terales; 


ref |NR_028982.1 
562358 563851 
hiobacillales; 


ref|NR_028953.1 


Saccharospirill 
ref 


nce 


NR_028913.1 
660668 


ref |NR_028887.1 
2 Paenibacillus 


ref|NR_028886.1 
9 Paenibacillus 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028863.1 
9 734742 Thioha 
Thioh 
ref|NR_028836.1 
aceae; Cellvibri 
ref |NR_028824.1 
2 Methylophaga 
iaceae; Methylop 
ref|NR_027574.1 


ref |NR_025420.1 


ref 


7 
Strepto 


2 
Streptococcus. 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Streptococcus 
4 Streptococcus 


Lactobacillus perolens 
perolens Bacteria; 


Thiocystis gelatinosa 


Thiocystis gelatinosa 
Thiocystis. 


Desulfobulbus 


fobulbus elongatus 
Desulfobulbaceae; 


Desulfobulbus. 
Methylomonas 


lomonas aurantiaca 


Methylomonas. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 


Coprothermobacter 


7 203611 Coprothermobacter 
Thermodesulfobiaceae; 


Rubrobacter 
Rubrobacter 


Rubrobacterineae; 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Saccharospirillum 


0 605869 Saccharospirillum impatiens 


aceae; 
Jeotgalicoccus 
662086 Jeotgalicoccus 


Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Lamprocystis purpurea 


purpurea Bacteria; 


Thiorhodospira 
odospira sibirica 

ae; Thiorhodospira. 
Thiohalocapsa 
locapsa halophila 
alocapsa. 

Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Methylophaga alcalica 


alcalica Bacteria; 


haga. 
Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 
Cellvibrio. 


NR_025419.1 


Cellvibrio gandavensis 


1228770 1230255 Cellvibrio gandavensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


407866 Bacteria_16S 1285015 1284978 5 42 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 


407866 Bacteria_16S 1286572 1286535 5 42 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

407866 Bacteria_16S 1377833 1377792 1 42 gi|228717562|ref|NR_027564.1| Teredinibacter 


turnerae strain T7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredinibacter turnerae T7901 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 
Teredinibacter. 


407866 Bacteria_16S 1424425 1424392 1 34 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

407866 Bacteria_16S 1438368 1438335 1 34 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

407866 Bacteria_16S 1497423 1497382 1 42 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 


1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
407866 Bacteria_16S 1671852 1671787 1 66 gi|219878427|ref|NR_025566.1| Enterobacter cowanii 
strain 888-76 16S ribosomal RNA, partial sequence 1671187 1672548 Enterobacter cowanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

407866 Bacteria_16S 1686877 1686844 1 34 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 
407866 Bacteria_16S 1691518 1691485 1 34 gi|219878413|ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 


407866 Bacteria_16S 1779790 1779749 1 42 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

407866 Bacteria_16S 1800906 1800865 1 42 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

407866 Bacteria_16S 1814776 1814743 1 34 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

407866 Bacteria_16S 1903315 1903274 1 42 gi|219878261|ref|NR_025400.1| Facklamia miroungae 
CIP 106764 16S ribosomal RNA, partial sequence 1902626 1904030 Facklamia miroungae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

407866 Bacteria_16S 1966929 1966896 1 34 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

407866 Bacteria_16S 1988427 1988338 1 90 gi|219878203|ref|NR_025342.1| Tatumella ptyseos 


strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 1989239 Tatumella ptyseos Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatumella. 

407866 Bacteria_16S 2024900 2024867 1 34 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 


407866 Bacteria_16S 2040051 2039974 1 78 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

407866 Bacteria_16S 2061707 2061674 1 34 gi| 219878149 |ref|NR_025288.1| Lamprocystis 


roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
407866 Bacteria_16S 2104481 2104438 1 44 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 
407866 Bacteria_16S 2171043 2171010 1 34 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

407866 Bacteria_16S 2172594 2172561 1 34 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

407866 Bacteria_16S 2339375 2339332 1 44 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

407866 Bacteria_16S 2345484 2345443 1 42 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
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407866 Bacteria_16S 3522605 3522572 1 34 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

407866 Bacteria_16S 3676436 3676395 1 42 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

407866 Bacteria_16S 3693088 3693047 1 42 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 
407866 Bacteria_16S 3841843 3841802 1 42 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

407866 Bacteria_16S 3958444 3958403 1 42 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

407866 Bacteria_16S 4017766 4017733 1 34 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 

407866 Bacteria_16S 4026897 4026804 1 94 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

407866 Bacteria_16S 4122216 4122183 1 34 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

407866 Bacteria_16S 4165346 4165253 1 94 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

407866 Bacteria_16S 162974 162946 5 33 gi| 265678954 |ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

407866 Bacteria_16S 184348 184304 1 45 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

407866 Bacteria_16S 271372 271304 1 69 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
407866 Bacteria_16S 417458 417414 1 44 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
407866 Bacteria_16S 420460 420432 5 33 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

407866 Bacteria_16S 524762 524734 5 33 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
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Facklamia hominis 


mia hominis Bacteria; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 
eae; Brevibacterium. 


Kocuria kristinae 


strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 3455136 Kocuria kristinae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


407866 Bacteria_16S 


strain DSM 20425 


80 16S ribosomal 


Gammaproteobacter 
407866 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bact 
407866 Bacteria_16S 
permense strain V. 
permense Bacteria 


Brevibacterium. 


407866 Bacteria_16S 
6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


strain KMM 3637 1 


strain SE-32A-C8 
Proteobacteria; 


subsp. 
Francisella. 


407866 Bacteria_16S 
methylpentosum st 
methylpentosum Ba 
407866 Bacteria_16S 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 
Proteob 
407866 Bacteria_16S 


Bacteria; 
strain NCTC 279 1 
Firmicutes; 
Proteobacteria; 
Bacteria; 


strain 113-1 16S 


chartatabidum Bac 


407866 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
407866 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
407866 Bacteria_16S 329159 329128 1 32 gi| 265678841 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequenc 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Sedimentibacter. 

407866 Bacteria_16S 368289 368262 5 32 gi| 265678809 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 


castelarensis Bac 
Streptomycetaceae 


407866 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


407866 Bacteria_16S 


nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 


407866 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


407866 Bacteria_16S 


G 
407866 Bacteria_16S 
subsp. tularensis 
tularensis 


Clost 
407866 Bacteria_16S 
strain Fowl 16S r 
G 
407866 Bacteria_16S 
leiognathi strain 
Proteob 
407866 Bacteria_16S 


3502750 3502722 5 33 gi 


3564011 3563916 1 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


96 gi 


3752 3709 1 44 gi 
16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 
14150 14119 1 32 gi 
strain B-38 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Gammaproteo 


al 


24947 24916 1 32 gi 
rain R2 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
122064 121987 1 78 gi 


acteria; Deltaproteobacteria; 
166161 166130 1 32 


Syntroph 

gi 
ridia; Clostridiales; Clostridiaceae; Cl 
169272 169177 1 96 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
176760 176665 1 96 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
185923 185880 1 44 gi 
ribosomal RNA, partial sequence 


e 


el 


198052 198021 1 32 gi 


teria; Firmicutes; Clostridia; Clostridi 
204359 204316 1 44 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
215236 215193 1 44 gi 


ribosomal RNA, partial sequence 


teria; Actinobacteria; Actinobacterida 
Streptomyces. 

369847 369804 1 44 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


v 


er 


374265 374238 5 32 gi 
n HKI 0315 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

386594 386563 1 32 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
403446 403419 5 32 gi 


, 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


oc 
219846533 
3563299 3564734 Vibri 


3763271 3763203 1 69 gi| 219846390 
in ATCC 19171 16S ribosomal RNA, partial sequenc 
eria; Firmicutes; Clostridia; Clostridiales; Lac 

4113072 4113044 5 33 gi|219846142 
KM Ac-2280 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomyceta 

4120625 4120597 5 33 gi| 219846137 


ococcineae 
265679061 


ionellacea 
265679054 


bacteria; 


265679047 
uence 

idiales; 
265678981 
ce 
obacterale 
265678952 
6S ribosomal RNA, partial sequence 165488 16699 


265678950 
168553 16998 
onaceae; 
265678945 


les; 
265678939 
185230 18674 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
407866 Bacteria_16S 
chartatabidum strain 163 16S ribosomal RNA, partial seq 


265678931 
uence 


265678927 
sequence 
tyoglomace 
265678919 
214535 21600 


265678808 
quence 


265678805 
sequence 
Actinomyc 


265678797 


nadales; 
265678786 


4533 


sequence 


Cc 


12137 


ostridiu 


Vv 


17604 


Vibri 


otrichac 


ales; Cl 


e; Actinomycet 


ia; Ocea 


38592 
s 


ref 
, Br 
ref 
o ne 
ref 
hnos 
ref 

4 
les; 
ref 


, Br 
ref 


e; L 
ref 


Thio 
ref 


lost 
ref 


s; S 
ref 


m. 
ref 


ibri 
ref 


onac 
ref 


eae. 
ref 


ostr 
ref 


ae; 
ref 


acea 
ref 


Clo 


etal 
ref 


inob 


hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


e 3762598 37640 


112427 41138 


13461 


24277 


3 122854 Desul 


8 177513 Photo 


197405 19893 


203662 20520 


e 328486 3 


1 387397 Hydro 


NR_026166.1 


evibacteriac 
NR_026125.1 
reis Bacteri 


NR_025981.1 
7 
piraceae; Bu 
NR_025732.1 
8 
Micrococcin 
NR_025727.1 


evibacteriac 
NR_029369.1 


egionella. 
NR_029362.1 
14981 
trichales; 


F 


NR_029355.1 
25711 
ridiaceae; C 
NR_029289.1 
£ 
yntrophobact 
NR_029260.1 


NR_029258.1 


O°. 
NR_029253.1 
b 
eae; Photoba 
NR_029247.1 


NR_029239.1 
4 
idiaceae; Cl 
NR_029235.1 
1 
Dictyoglomus 
NR_029227.1 


e; Halomonas 
NR_029146.1 
29942 
stridiales F 
114.1 
911 
rep 


es; Str m 


NR_029102.1 
Cc 
acteraceae; 


ref 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 
occineae; 


eae; Brevibacterium. 
Vibrio nereis strain 
a; Proteobacteria; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Legionella erythra 


Legionella erythra Bacteria; 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Clostridium 

Clostridium 
lostridium. 

Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Clostridium tetani 


5 Clostridium tetani Bacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Clostridium 

Clostridium 

ostridium. 
Dictyoglomus 
Dictyoglomus 


Halomonas elongata 


2 Halomonas elongata Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Streptomyces 
Streptomyces 
omycineae; 


Halomonas 
Halomonas 
alomonadaceae; 


Kitasatospora 
Kitasatospora 
ycineae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 


NR_029091.1 


Streptomyces 


402781 404300 Streptomyces 


Streptomy 


cineae; 


407866 Bacteria_16S 


strain XILO8 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Xylanibacterium. 
407866 Bacteria_16S 


406546 406491 5 


408127 408096 1 


complete sequence 


60 gi 


32 gi 


265678784 


405881 40739 
ococcineae; 


265678783 


ammonificans strain HB-1 16S ribosomal RNA, partial sequence 


ammonificans Bacteria; Aquificae; Aquificales; Desulfur 


407866 Bacteria_16S 


409602 409575 5 


32 gi 


265678782 


ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
407866 Bacteria_16S 


strain LCl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


407866 Bacteria_16S 


Streptomyces. 


418953 418910 1 


436006 435979 5 


44 gi 


32 gi 


putterlickiae strain F18-98 16S ribosomal RNA, partial 


putterlickiae Bacteria; Actinobacteria; Actinobacterida 
Kitasatospora. 


Streptomycetaceae; 
407866 Bacteria_16S 


483362 483331 1 


32 gi 


acidaminovorans strain sr15 16S ribosomal RNA, partial 


acidaminovorans Bacteria; 


407866 Bacteria_16S 
strain G-16.1 16S 


407866 Bacteria_16S 
strain CIP 105566 


407866 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 


Synergistetes; 
491199 491156 1 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


546140 546069 1 


553773 553746 5 


Synergistia; 


44 gi 


Oceanospirillales; 


72 gi 


partial sequence 
Enterobacteriales; 


32 gi 


s 


265678775 


418286 41972 
Halomonadaceae; 


265678764 
sequence 


265678729 
sequence 


265678724 


490502 49197 
Halomonadacea 


265678688 
54547 


265678683 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequenc 


flavogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
407866 Bacteria_16S 
strain B22P3 16S 


407866 Bacteria_16S 


598909 598882 5 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


600439 600412 5 


32 gi 


32 gi 


cangkringensis strain D13P3 16S ribosomal RNA, partial 


cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
407866 Bacteria_16S 
strain ED 11/3LLK 


Aquificae; Aquificales; 


407866 Bacteria_16S 
strain L1-92 16S 
Firmicutes; 
407866 Bacteria_16S 
strain 279-56 16S 


cloacae complex. 
407866 Bacteria_16S 


strain CK74 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
407866 Bacteria_16S 


cetonica strain 480 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Bacteria; 
407866 Bacteria_16S 


warmboldiae strain NSW 326 


warmboldiae Bacteria; 
Buttiauxella. 
407866 Bacteria_16S 


strain B43 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


407866 Bacteria_16S 
strain 19glyl 16S 
Firmicutes; 
407866 Bacteria_16S 
VR1 16S ribosomal 


407866 Bacteria_16S 
postgatei strain 
Bacteria; 
407866 Bacteria_16S 


603629 603598 1 


658320 658289 1 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


662810 662739 1 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


683948 683905 1 


Clostridiales; 
687047 687004 1 


691695 691624 1 
Proteobacteria; 


717134 717063 1 


726516 726473 1 


ribosomal RNA, partial sequence 
Clostridia; 


769637 769542 1 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


778984 778941 1 


782029 781974 5 


32 gi 


16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; 


32 gi 


72 gi 


44 gi 


44 gi 


72 gi 


16S ribosomal RNA, partial 
Gammaproteobacteria; 


72 gi 


44 gi 


Clostridiales; Veillonellaceae; 


96 gi 


768965 770424 Vibrio ru 


44 gi 


2ac9 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


60 gi 


265678653 


598291 59976 
Stre 


265678652 
sequence 


265678649 
60290 


Thermovibrio. 


265678610 


657665 65912 
Anaerostipes. 


265678607 


662137 66364 
Enterobacteri 


265678593 


683287 68472 
Clostridiaceae; 


265678591 
68634 


Desulfobacterales; 


265678588 
sequence 


265678570 


716437 71796 


Enterobac 
265678564 


725825 72731 
Succinispira. 


265678533 


265678526 
77827 


265678524 


cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 


e; Actinomycet 


Enterobact 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Des 
ref 


ref 


teri 


ref 


ref 


ref 


Des 


407444 408915 
obacteriaceae; 


408966 410455 
Actinomycetale 


435340 436871 


482698 484170 
ynergistales; 


5 546925 Entero 
Enterobacteri 


e 553128 554608 
Actinomyceta 


599812 601293 
Actinomyce 


5 604369 Thermo 


0 Anaerostipes 


7 Enterobacter 


3 687857 Desulf 


691014 692520 


8 Enterobacter 


9 Succinispira 


2 779794 Desulf 


NR_029089.1 


NR_029088.1 


Thermovibri 
NR_029087.1 


Ss; 


NR_029080.1 


NR_029069.1 
ales; Strept 
NR_029034.1 


Synergistace 
NR_029029.1 


e; Halomonas 
NR_028993.1 


aceae; Enter 
NR_028988.1 


les; Strepto: 
NR_028958.1 


treptomyceta 
NR_028957.1 
tales; Strep 


NR_028954.1 


NR_028915.1 


NR_028912.1 
aceae; Enter 


NR_028898.1 


NR_028896.1 


ulfobacterac 
NR_028893.1 


eriales; Ent 
NR_028875.1 
aceae; Enter 
NR_028868.1 
NR_028837.1 
ber Bacteria 


NR_028830.1 


ulfobacterac 


ref 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 
Promicromonosporaceae; 


Thermovibrio 
Thermovibrio 
Oo. 

Streptomyces 
Streptomyces 


Streptomycineae; 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Halomonas. 


Kitasatospora 
Kitasatospora 
omycineae; 


Dethiosulfovibrio 
Dethiosulfovibrio 

ae; Dethiosulfovibrio. 
Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Streptomyces 
Streptomyces 
mycineae; 


Streptomyces javensis 


1 Streptomyces javensis Bacteria; 
ptomycineae; S 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Anaerostipes caccae 


caccae Bacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 
Clostridium. 


Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Succinispira mobilis 


mobilis Bacteria; 


Vibrio ruber strain 
; Proteobacteria; 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 


NR_028828.1 


Xylanimonas 


781358 782875 Xylanimonas 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonospora 


407866 Bacteria_16S 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 


407866 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


407866 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


407866 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


407866 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


407866 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


407866 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


407866 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


407866 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


407866 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


407866 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


407866 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


407866 Bacteria_16S 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


407866 Bacteria_16S 


marinus subsp. pa 


ceae; Xylanimonas. 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820221 820150 1 72 gi 
bosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


879240 879209 1 32 gi 


storis strain PCC 9511 16S ribosomal RN. 


818049 81950 


265678499 
819558 82101 


ales; 


265678459 


Enterobac 


Stre 


A, partia 


786596 786569 5 32 gi|265678521|ref|NR_028825.1| Streptomyces 
ain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

795736 795705 1 32 gi|265678515|ref|NR_028818.1| Leptospirillum 
n P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

797316 797273 1 44 gi|265678514|ref|NR_028817.1| Paenibacillus 
strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

818716 818645 1 72 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 
teriaceae; Kluyvera. 

ref|NR_028802.1| Kluyvera intermedia 
0 Kluyvera intermedia Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

827928 827885 1 44 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

829504 829461 1 44 gi|265678493|ref|NR_028796.1| Selenomonas noxia 

16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
ridia; Clostridiales; Veillonellaceae; Selenomonas. 

844700 844629 1 72 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 
16S ribosomal RNA, partial sequence 844000 845502 Samsonia erythrinae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 

846242 846211 1 32 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
osomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

849143 849072 1 72 gi|265678480|ref|NR_028783.1| Klebsiella 
ain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 


teria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

856667 856572 1 96 gi|265678474|ref|NR_028777.1| Leuconostoc 

ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

874832 874805 5 32 gi|265678462|ref|NR_028765.1| Streptosporangium 
CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Streptosporangium. 

876281 876254 5 32 gi|265678461|ref|NR_028764.1| Streptomyces 
n A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 


ptomycineae; Streptomycetaceae; 
ref|NR_028762.1| Prochlorococcus 
1 sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


strain Greoux 11 
Bacteria; Proteob 


407866 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


407866 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


407866 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


407866 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


407866 Bacteria_16S 
6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 


strain JCM 4837 1 


e; 
407866 Bacteria_16S 
D13 16S ribosomal RNA, partial sequenc 


osomal RNA, partial sequence 


Prochlorococcus. 


903745 903702 1 44 


gi 
e 
acteria; Gammaproteobacteria; Legionell 


967226 967183 1 44 gi 


ammaproteobacteria; Oceanospirillales; 
968651 968624 5 32 gi 


rain YC75 16S ribosomal RNA, partial se 


cteria; Actinobacteria; Actinobacteridae; Actino: 
; Kitasatospora. 
1026793 1026698 1 96 gi| 265678360 
n ASRB2 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Deltaproteobacteria; Syntro 
1049801 10497701 32 gi| 265678345 
rain 17S 16S ribosomal RNA, partial sequence 
cteria; Aquificae; Aquificales; Desulfurobacteri 
1085654 10856275 32 gi| 265678319 


Strep 


407866 Bacteria_16S 


1090321 1090294 5 32 gi 


265678442 


265678400 


966531 96793 


265678398 


265678316 


90307 
ales; Leg 


Halomonad 


quence 


tomycinea 


ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Legionella. 
ref|NR_028702.1| Halomonas campisalis 
0 Halomonas campisalis Bacteria; 
aceae; Halomonas 
ref|NR_028700.1 
967981 969477 
mycetales; Strep 


Legionella gresilensis 
ella gresilensis 


Kitasatospora 
Kitasatospora 
tomycineae; 


ref|NR_028662.1 
1026088 102759 
phobacterales; S 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Balnearium 
0 Balnearium 


ref |NR_028647.1 
1049100 105058 

aceae; Balnearium. 

ref|NR_028621.1| Streptomyces tauricus 

81 Streptomyces tauricus Bacteria; 

e; Streptomycetaceae; Streptomyces. 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Nonomuraea. 


ref|NR_028618.1] Nonomuraea 
1089685 1091137 Nonomuraea 
Streptosporangineae; 


407866 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; 


407866 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


407866 Bacteria_16S 


strain TO-931 16S 
Firmicutes; 


strain 14 16S rib 


Actinobacteria; Actinoba 
407866 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


407866 Bacteria_16S 


strain DF-32 16S 


Actinobacteria; Actinoba 


Microbispora. 


407866 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


407866 Bacteria_16S 


strain MBIC3157 1 
Proteobacteria; G 


407866 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


407866 Bacteria_16S 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


407866 Bacteria_16S 


peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 


407866 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


407866 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


407866 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


407866 Bacteria_16S 


hydrothermalis st 


hydrothermalis Bacteria; 


Halomonas. 


407866 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


407866 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


407866 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 
ammaproteobacteria; Oceanospirillales; 
407866 Bacteria_16S 


strain Esulfidel 
Proteobacteria; G 
strain HI 11/12 1 
Bacteria; Aquific 


azorense Az-Ful s 
azorense Az-Ful B 


sarecensis strain 
Bacteria; Proteob 


Clostridia; 
407866 Bacteria_16S 


1091885 1091814 1 


ain W-5 
teria; 


1153732 11536371 
6S ribo 


1165978 1165935 1 


pelotri 
1170492 1170465 5 
osomal 
acteria; 


1172018 1171987 1 
11002 
11002 


Bacteria; 


1184114 1184083 1 
7241 16 
irmicutes; Clostridia; 
1191602 11915711 
ribosomal RNA, partial 


cales; 


1200732 1200701 1 


ynergistetes; 
1211395 1211352 1 
rain Slthf2 16S 
Proteobacteria; 


1212872 1212829 1 
ribosomal RNA, 
ammaprot 
1214365 1214322 1 
S riboso 
ammaprot 


1215845 1215802 1 
1230995 1230964 1 
6S ribosomal RNA, 


1241612 1241581 1 


1276031 1275988 1 


1301610 1301579 1 


Hydrogenothermaceae; 


72 


ribosomal RNA, partial sequence 


96 


44 


32 


RNA, partial sequence 


32 


32 


gi 


1091188 10926 


gi 


gi 


gi 
11 


Actinobacteridae; Actinomycet 


gi 


16S ribosomal RNA, partial sequence 


Synergistetes; Synerg 


gi 


S ribosomal RNA, partial sequence 


Clostridiales; 


32 
sequence 


32 


44 


44 


partial sequence 
eobacteria; Oceanospirillales; 


44 


mal RNA, partial sequence 
eobacteria; Oceanospirillales; 


44 


32 


32 


44 


32 


gi 


1190944 
Persephone 


gi 


2261 16S ribosomal RNA, partial sequen 


Synergistia; Synergistal 


gi 


ribosomal RNA, partial 
Gammaproteobac 


gi 


1212209 1 


gi 


1213697 1 


gi 


gi 


gi 


train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
407866 Bacteria_16S 


gi 


LV4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
407866 Bacteria_16S 


gi 


265678315 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


253680754 


somal RNA, partial sequence 115311811545 
ammaproteobacteria; Vibrionales; Vibri 


onaceae; 
228720470 


somal RNA, partial sequence 1165300 1166687 Clost 
chi; Erysipelotrichales; Erysipelotrichac 


228719618 
69826 11712 
ales; 


228719312 
11713 
istia; 


228717037 
11834 
Ruminococc 
228715750 
11924 


lla. 
228715386 
ce 12000 
es; Synerg 
224581438 
sequence 
teria; Oce 


224581437 
2136 


224581436 
2151 


224581404 


219878275 


complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermoc 
407866 Bacteria_16S 


rinis. 

219878120 
1 sequence 
genotherma 
219846179 
12753 
irillales; 
219846639 


Sphingomonadales; 


Pseudono 


Synergi 


ref|NR_028617.1 
88 Lactobacillus 


1141076 114255 


ref|NR_028002.1 


ref 
ridi 
eae. 
ref|NR_027583.1 
94 Thermobispora 
cardineae; P 


NR_027592.1 


ref|NR_027582.1 
45 1172849 Dethio 
stales; Syne 


ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref |NR_027538.1 
06 Persephonella 


ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_027220.1 

1210750 121215 
anospirillales; 
ref|NR_027219.1 
Halomona 
NR_027218.1 


ref 


Halomonas 
ref |NR_027185.1 
Halomonas 
ref|NR_025414.1 
93 Thermocrinis 


ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 


Ss. 


Lactobacillus algidus 
algidus Bacteria; 


Lactobacillales; Lactobacillaceae; Lactobacillus. 

1099290 1099263 5 32 gi|265678310|ref|NR_028612.1| Acrocarpospora 
in IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Acrocarpospora. 

1100762 1100719 1 44 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 

ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 

1102259 11022085 56 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
osomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 

cteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

1103831 1103800 1 32 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

1108408 1108381 5 32 gi|265678303|ref|NR_028605.1| Microbispora corallina 
ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 

cteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 

1141717 1141622 1 96 gi|253680762|ref|NR_028010.1| Sphingopyxis 


7 Sphingopyxis 


Sphingomonadaceae; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 
Photobacterium. 


Clostridium spiroforme 


um spiroforme DSM 1552 Bacteria; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Anaerotruncus 
truncus colihominis DSM 
ncus. 

Persephonella marina 
marina EX-H1 Bacteria; 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Halomonas 

8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonadaceae; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonadaceae; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Halomonadaceae; 


Thermocrinis albus 


albus DSM 14484 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 


ref|NR_026231.1 


Caldicellulosiruptor 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellu 


losiruptor. 


Incertae 


407866 Bacteria_ 


cellulosolvens 6 
Bacteria; 


Bacteria; 
Sedis; 


Family III. 


neglectum strain 
Bacteria; 
Mogibacterium. 


407866 Bacteria_ 
strain HM-7 16S r 
Clost 


Firmicutes; 


407866 Bacteria_ 
rimosus st 
rimosus Ba 
Streptomycetaceae 
407866 Bacteria_ 
ATCC 49989 strain 
ATCC 49989 Bacter 
407866 Bacteria_ 
strain ATCC 35185 


subsp. 
subsp. 


Bacteria; 


407866 Bacteria_ 
paranensis strain 
paranensis Bacter 
Streptomycetaceae 
407866 Bacteria_ 
terrestris strain 
terrestris Bacter 
Streptomycetaceae 
407866 Bacteria_ 
gansuensis strain HKI 0314 16S ribosomal RNA, partial s 


Firmicu 
407866 Bacteria_ 
owensensis OL 16S 
Firmicu 
Caldicellu 
407866 Bacteria_ 
thermoviolaceus s 

1308545 St 
Actinobacteridae; 
407866 Bacteria_ 
kristjanssonii 17 
kristjanssonii 17 
Incer 
407866 Bacteria_ 
violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 
407866 Bacteria_ 
coelescens strain 
coelescens Bacter 
Streptomycetaceae 
407866 Bacteria_ 
ferrooxidans stra 
Bacteria; Nitrosp 
407866 Bacteria_ 


Firmicu 


Firmicutes; 


16S 1303132 1303101 1 32 gi 


tes; 
16S 


Clostridia; Clostridiales; 
1304720 1304689 1 32 
ribosomal RNA, partial sequence 

tes; Clostridia; 
losiruptor. 

16S 1307711 1307684 5 

ubsp. 


gi 


32 gi 


Actinomycetales; 
16S 


Streptomycineae; 
1324628 1324597 1 32 gi 
7R1B Bacteria; Firmicutes; 
tae Sedis; Caldicellulosiruptor. 


16S 1425959 14259325 32 gi 


; Streptomyces. 
16S 1427524 1427497 5 32 gi 
AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 1432205 14321741 


32 gi 


16S 1447617 1447586 1 32 gi 


tes; Clostridia; Clostridiales; 


16S 1464083 1464052 1 32 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
16S 1488393 1488366 5 32 

rain JCM 4667 16S ribosomal RNA, 


gi 
14 


gi 


; Streptomyces. 


16S 1504869 15048105 64 gi 
ia; 
16S 


Firmicutes; Clostridia; 
1524450 1524407 1 44 gi 
16S ribosomal RNA, partial sequence 
Clostridia; 
16S 1556203 15561765 32 gi 
ia; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 
16S 1557697 15576705 32 gi 
ia; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 


16S 1559191 1559164 5 


32 gi 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 


407866 Bacteria_16S 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 
tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 
407866 Bacteria_16S 
subsp. paromomyci 
rimosus subsp. pa 


Streptomycineae; 


407866 Bacteria_16S 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae 
407866 Bacteria_16S 


1589487 1589460 5 32 gi 


1591035 1591008 5 32 gi 


; Streptomyces. 


1592583 1592556 5 32 gi 
romomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 


1594129 15941025 32 gi 


; Streptomyces. 


1595676 1595649 5 


32 gi 


Thermoanaerobacterale 


thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Str 
7R1B strain 16S ribosomal RNA, partial 
Clostridia; 


ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 


P9a-h 16S ribosomal RNA, partial seque 
Clostr 


Clostridiales Family XIII. 


compl 
cteria; Actinobacteria; Actinobacterid 


164-47 16S ribosomal RNA, partial seque 
Clostridia 


Clostridiales; Veillone 


HKI 0190 16S ribosomal RNA, partial s 


HKI 0186 16S ribosomal RNA, partial s 


Stre 


in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae; 


nus strain DSM 41429 16S ribosomal RNA, 


219846514 


16S ribosomal RNA, partial sequence 1302478 13039 
Eubact 


eriaceae; 
219846460 


1304017 13055 
Thermoa 


Ss; 


228721493 


219878140 
sequence 


224581441 


e; Act 
224581440 
sequence 


224581434 
ence 14315 
eptospiril 
224581422 
nce 14469 
idiale 


224581410 
63419 14648 


219857134 
ete sequen 
ae; 
219846440 
nce 
les; Eubac 
219857527 
15237 
llaceae; 
219846194 
equence 
Actinomyce 


219846193 
equence 
Actinomyce 


219846192 
equence 
Actinomyce 


219878485 


ptomycinea 
219878484 
1 sequence 
; Actinomy 
219878483 
partial 
Actinobact 
219878482 
rtial sequ 
idae; Acti 


16S ribos 
moviolaceu 
eptomyceta 


Thermoana 
al sequenc 


inomycet 


Actinomyce 


s Family 


Actinomyce 


ref|NR_026106.1| Eubacterium 
66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref 
omal 
s Ba 


NR_027616.1 
RNA, partia 
cteria; Acti 
ceae; Streptomyc 
ref|NR_025279.1 
1323941 132544 
erobacterales; T 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


1307063 


ref|NR_027223.1 
e 1425302 142681 
ales; Strept 


Streptomyces 
1 Streptomyces 
omycineae; 


ref|NR_027222.1 
1426862 142837 
tales; 


Streptomyces 
6 Streptomyces 
Streptomycineae; 


Leptospirillum 
pirillum ferrooxidans 


ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref |NR_027203.1 
32 1448409 Mogiba 
XIII. Incer 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 


ref|NR_027191.1 
73 Mogibacterium 
Incertae Sedis; 
ref|NR_024762.1| Streptomyces rimosus 
ce 1487741 1489225 Streptomyces rimosus 
tales; Streptomycineae; 


ref|NR_026031.1 
1504208 150555 
teriaceae; Eubac 
ref|NR_025115.1 
42 1525238 Selen 
Selenomonas. 
ref|NR_025784.1 
1555586 155703 
tales; Streptomy 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Selenomonas sputigena 
omonas sputigena 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 
Streptomycineae; 


ref |NR_025783.1 
1557082 155852 
tales; 


ref |NR_025782.1 
1558576 156000 
tales; 


Kitasatospora 
4 Kitasatospora 
Streptomycineae; 
ref|NR_025624.1| Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025623.1| Streptomyces 

1590391 1591888 Streptomyces 
cetales; Streptomycineae; 


ref 
sequ 
erid 


NR_025622.1| Streptomyces rimosus 
ence 1591939 1593434 Streptomyces 
ae; Actinomycetales; 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


219878481 


sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 


ref|NR_025620.1| Streptomyces 
1595032 1596529 Streptomyces 


sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


Streptomyces. 


Streptomycineae; 


407866 Bacteria_16S 1597224 15971975 32 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
407866 Bacteria_16S 1598772 1598745 5 32 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
407866 Bacteria_16S 1600320 1600293 5 32 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
407866 Bacteria_16S 1601868 1601841 5 32 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
407866 Bacteria_16S 1647328 1647285 1 44 gi|219878444|ref|NR_025583.1| Stella vacuolata 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 
407866 Bacteria_16S 1648825 1648782 1 44 gi| 219878443 |ref|NR_025582.1| Stella humosa strain 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 


Alphaproteobacter 


407866 Bacteria_ 


strain DSM 1672 1 
Clost 


Firmicutes; 


407866 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; 


407866 Bacteria_16S 


strain ISP 5293 1 


407866 Bacteria_16S 
roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 
407866 Bacteria_16S 
longisporus strai 
longisporus Bacte 
Streptomycetaceae 
407866 Bacteria_16S 


G 


ia; Rhodospirillales; Acetobacteraceae; Stella. 

16S 1748049 1748018 1 32 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
6S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
ridia; Clostridiales; Veillonellaceae; Megamonas. 

1755695 1755652 1 44 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
6S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1772152 1772125 5 32 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
6S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

1773650 1773623 5 32 gi|219878354|ref|NR_025493.1| Streptomyces 
rain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

1775147 1775120 5 32 gi|219878353|ref|NR_025492.1| Streptomyces 
n ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 
1781332 17813055 32 gi|219878349|ref|NR_025488.1| Citricoccus muralis 


strain 4-0 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


strain LMG 2096 
Proteobacteria; 


livingstonensis s 
livingstonensis B 
Shewanella. 


407866 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


407866 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


407866 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; G 


407866 Bacteria_16S 


schindleri strain 
schindleri Bacter 


407866 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


407866 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


407866 Bacteria_16S 


G 
407866 Bacteria_16S 


bosomal RNA, partial sequence 


1784262 1784219 1 44 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1846895 1846832 1 64 gi 
train NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


1863465 1863422 1 44 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865047 1865004 1 44 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


1872688 1872645 1 44 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1888134 1888091 1 44 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1913508 1913465 1 44 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1927386 1927355 1 32 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1975913 19758701 44 gi 


gi 


1780670 17821 


oc 


H 
se 
ct 
nc 
ai 


s 
a; 


or 


qu 


a; 


na 


an 


219878347 


219878304 


219878292 


219878291 


219878286 
1872026 18734 


219878273 


219878253 


219878243 
1926697 19282 
thomonad 


; Micrococcaceae 
ref |NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref |NR_025443.1 

1846218 184771 
teromonadales; S 


occineae 


17835 
alomonad 


quence 
eria; Al 


ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025430.1 

1864353 186588 
pirillales; Halo 


e 18627 
illales; 


equence 
Oceanos 


ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 
ence 1887472 188893 
Pseudomonadales; Moraxe 
ref |NR_025392.1 
72 1914310 Acinet 
ellaceae; Ac 
NR_025382.1 


axellace 


19128 
dales; Morax 
ref 


aceae; Ignatzsch 


phenolica strain PhOl 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 


219878211 


ref |NR_025350.1 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 
Halomonas muralis 
nas muralis Bacteria; 
Shewanella 
2 Shewanella 


hewanellaceae; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 

4 Chromohalobacter 
monadaceae; 


Acinetobacter parvus 
parvus Bacteria; 

r. 

Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Desulfobacula 


1975215 1976722 Desulf 


obacula phenolica 


407866 Bacteria_16S 
anilini strain An 
Bacteria; Proteob 
407866 Bacteria_16S 
lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 
407866 Bacteria_16S 
strain DSM 12358 
Proteobacteria; G 
407866 Bacteria_16S 
strain $3/2-161 1 
Proteobacteria; G 
407866 Bacteria_16S 
ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 
407866 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; G 
407866 Bacteria_16S 
stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae; 
407866 Bacteria_16S 
reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae; 
407866 Bacteria_16S 
somaliensis strai 
somaliensis Bacte 
Streptomycetaceae; 
407866 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
407866 Bacteria_16S 
strain 63 16S rib 
Proteobacteria; G 
407866 Bacteria_16S 
aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 
407866 Bacteria_16S 
illinoisensis str 
illinoisensis Bac 
Alkanindiges. 
407866 Bacteria_16S 
strain DSM 43030 16S rib 


ria; 


ria; 


teria; 


Actinobacteria; Actinoba 


407866 Bacteria_16S 
strain PK-Blue 16S ribos 
Actinobacteria; Actinoba 
407866 Bacteria_16S 
strain IH003 16S 
Firmicutes; Lactobacilla 


1979032 1978989 1 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
1983721 1983626 1 
n Sy t2 16S ribosomal RNA, partial seque 
Proteobacteria; Deltaproteobacter 
1994614 1994543 1 
16S ribosomal RNA, partial sequence 1993927 19954 
ammaproteobacteria; Enterobacteriales; 
2005380 2005309 1 
6S ribosomal RNA, partial sequence 2004699 20061 
ammaproteobacteria; Enterobacteriales; 
2008470 2008399 1 
n DSM 9390 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacter 
2044743 2044672 1 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
2054099 2054072 5 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2055568 2055541 5 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 

2057079 2057052 5 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2058618 2058591 5 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 

2092185 2092122 1 

osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
2099795 2099768 5 
GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2107403 2107360 1 
ain MVAB Hexl 


2110481 2110454 5 


les; 


407866 Bacteria_16S 
strain K9951 16S 
Proteobacteria; G 
407866 Bacteria_16S 
guaymasensis stra 
Bacteria; Aquific 
407866 Bacteria_16S 
puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae; 
407866 Bacteria_16S 
luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae; 
407866 Bacteria_16S 


Proteobacteria; 


44 


96 


72 


72 


72 


72 


32 


32 


32 


32 


64 


32 


44 
16S ribosomal RNA, 


32 


osomal RNA, partial sequence 2109822 21113 
cteridae; Actinomycetales; 
2167947 21679205 


32 


omal RNA, partial sequence 
cteridae; Actinomycetales; 
2177130 2177035 1 
ribosomal RNA, 


96 
partial sequence 


Leuconostoc. 
2187708 2187665 1 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2231565 2231534 1 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
2246710 2246683 5 
ain S77 16S ribosomal RNA, partial seque 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
2248287 2248260 5 
ain S63 16S ribosomal RNA, partial seque 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
2257475 2257448 5 


44 


32 


32 


32 


32 


Gammaproteobact 


gi|219878209 
acterales; 

219878206 
nce 


’ 


gi 
ia 


gi|219878199 
E 
gi|219878192 
E 
219878190 
sequence 
ia 


gi 


’ 


219878165 
20 
anthomo 
219878155 
al sequ 
e; Acti 


gi 


gi 


219878154 
tial se 
dae; Ac 


gi 


219878153 
sequence 
Actinomyc 


gi 


219878152 
sequence 
ridae; 


gi 


gi| 219878128 
2091488 20930 

Shewanellac 
gi| 219878122 
nce 20991 
ales; Prop 


219878115 
ete sequen 
eria; Pseu 


gi 
compl 


gi| 219873436 
Streptomycinea 
gi| 219857623 
2167280 21687 
Streptomycinea 
gi|219857615 
2176454 21779 


19783 


Myxoco 


nterobac 


nterobac 


Entero 


440 


nad 


enc 


nomycet 


que 
tin 


Act 


Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
bacteriales; Enterobacteriaceae; 
ref|NR_025304.1| Luteimonas mephitis 
53 2045572 Luteimonas mephitis Bacteria; 
aceae; Luteimonas. 
ref|NR_025294.1| Streptomyces 
e 2053442 2054919 Streptomyces 
ales; Streptomycineae; 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Stre 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
etales; Streptomycineae; 


ref|NR_025291.1 
2057971 205946 
inomycetales; St 


Streptomyces 
9 Streptomyces 
reptomycineae; 


ref|NR_025267.1| Shewanella baltica 
18 Shewanella baltica Bacteria; 

eae; Shewanella 
ref|NR_025261.1 
38 2100621 Nocard 


ionibacterineae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


Alkanindiges 
9 Alkanindiges 
axellaceae; 
ref|NR_025250.1| Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025212.1| Streptomyces speibonae 
69 Streptomyces speibonae Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025204.1| Leuconostoc inhae 

27 Leuconostoc inhae Bacteria; 


gi|219857607|ref|NR_025196.1| Legionella busanensis 
2187032 2188507 Legionella busanensis Bacteria; 
ionellaceae; Legionella. 
gi|219857578|ref|NR_025166.1| Persephonella 
nce 2230913 2232371 Persephonella guaymasensis 
Persephonella. 
gi|219857568|ref|NR_025156.1| Streptomyces 
nce 2246040 2247565 Streptomyces 
e; Actinomycetales; Streptomycineae; 
gi|219857567|ref|NR_025155.1| Streptomyces 
nce 2247616 2249142 Streptomyces 
e; Actinomycetales; Streptomycineae; 
gi|219857561|ref|NR_025149.1| Streptomyces 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 


2256827 2258294 Streptomyces 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
407866 Bacteria_16S 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequen 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
407866 Bacteria_16S 
marinus strain srl2 16S ribosomal RNA, partial sequence 
Synergistetes; 
407866 Bacteria_16S 


Streptomycetaceae; 


Streptomycetaceae; 


Bacteria; 


strain YKJ-16 16S 
Proteobacteria; 


Firmicutes; 


2260599 2260572 5 


2351457 2351426 1 


Synergistia; 
2391018 2390975 1 


2406182 2406139 1 
Firmicutes; 


2418600 2418505 1 


2420155 2420060 1 


32 


32 


Synergistales; 


44 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
407866 Bacteria_16S 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial 
viterbiensis Bacteria; 
407866 Bacteria_16S 

strain DSM5578 16S ribosomal RNA, partial sequence 
Lactobacillales; 
407866 Bacteria_16S 


44 


Clostridia; 


96 


Leuconostoc. 


96 


strain IH25 16S ribosomal RNA, partial sequence 


Firmicutes; 


Lactobacillales; 
407866 Bacteria_16S 


2430540 2430509 1 


Leuconostoc. 


32 


gi|219857559 


gi|219857493 


gi|219857466 


gi| 219857456 


Clostridiales; 
gi|219857447 


gi|219857446 


2419471 24209 


gi| 219857437 


cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 


cinnamivorans Bacteria; 
407866 Bacteria_16S 

chinjuensis strain WN9 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; 


strain 2074-AUS-E 
Proteobacteria; 


beliardensis Bacteria; 
407866 Bacteria_16S 


pachnodae strain 


Xylanimicrobium. 


407866 Bacteria_16S 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramat 
Clostridiaceae; 


Clostridia; 


Firmicutes; 
407866 Bacteria_16S 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial 
peptonophila Bacteria; 
407866 Bacteria_16S 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial 
dichotomicum Bacteria; 
407866 Bacteria_16S 


Clostridiales; 
407866 Bacteria_16S 


Firmicutes; 
2432078 2432035 1 


Bacillales; 
2451923 2451880 1 


Firmicutes; 
2453447 2453404 1 


Firmicutes; 
2501597 2501554 1 
2503103 2503060 1 


Proteobacteria; 
2513738 2513683 5 


2515265 2515222 1 


2518249 2518222 5 


Clostridia; 


44 


44 


Bacillales; 


44 


Bacillales; 


44 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; 
407866 Bacteria_16S 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequenc 
teobacteria; Legionell 


44 


Gammapro 
60 


VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


44 


Calo 
32 


Clostridiales; 
gi|219857436 


gi|219857418 


gi|219857417 
gi|219857381 
gi|219857380 


219857368 
25130 


gi 


gi| 219857367 
ramator. 


gi| 219857365 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
407866 Bacteria_16S 
albus strain JL 83 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


Streptacidiphilus. 


407866 Bacteria_16S 
carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 


407866 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; 


407866 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; 


silvatica strain 


Synergistia; 


2552518 2552491 5 


2554079 2554052 5 


2560321 2560290 1 


2620405 2620334 1 


2692805 2692778 5 


Planotetraspora. 
2727500 2727469 1 


32 


complete sequence 


32 


32 


ribosomal RNA, partial sequence 
Synergistales; 


Syne 
72 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
407866 Bacteria_16S 


32 


32 


219857342 
25518 


gi 


gi|219857341 


complete sequence 25534 


gi| 219857337 
2559665 25611 
rgistaceae; 

gi| 219857252 
26197 
Enterobac 


gi|219857193 


TT 00-51 16S ribosomal RNA, partial sequence 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Act 
Streptosporangiaceae; 
407866 Bacteria_16S 


gi|219857169 


hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermac 


407866 Bacteria_16S 


2751148 27511215 


32 


gi] 219857152 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 


23507 
Synergistaceae; 


2390343 23918 
Halomonadaceae; 


sequence 


2417916 24194 


24314 
Paenibacillus. 


sequence 
Thermoactinomycetaceae 


sequence 
Thermoactinomycetaceae 


25009 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


L 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


teri 


ref 


eae; 


96 2352265 Dethi 


2405537 240701 
Clostridiaceae; 


2429869 243135 


Rumino 


2451243 245274 


2452794 245426 


94 2514560 Xylani 
Micrococ 


2517611 251909 
Actinomyceta 


53 2553362 Strept 
Streptom 


13 2554923 Strept 
Streptom 


36 2621149 Kluyve 


2692168 269363 
inomycetales 


2726822 272832 


NR_025147.1 


NR_025081.1 


NR_025054.1 


NR_025044.1 


NR_025035.1 


NR_025034.1 


NR_025025.1 
coccaceae; 
NR_025024.1 
NR_025006.1 


NR_025005.1 


NR_024969.1 
egionella. 
NR_024968.1 
e 250240 
ales; Legion 
NR_024956.1 


cineae; 


NR_024955.1 
or coolhaasi 


NR_024953.1 
les; Strepto: 
NR_024930.1 
ycineae; Str 
NR_024929.1 
ycineae; Str 


NR_024925.1 


rium. 
NR_024883.1 


aceae; Kluyv 
NR_024821.1 


; Streptospo 
NR_024797.1 


Persephonel 


ref 


; Seinonella. 


Streptomycineae; 


Streptomyces 


ce 2259931 2261452 Streptomyces 


Streptomycineae; 


Dethiosulfovibrio 


osulfovibrio marinus 
Dethiosulfovibrio. 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Halomonas. 


Caloramator 
6 Caloramator 


Caloramator. 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Papillibacter 
9 Papillibacter 


Papillibacter. 


Paenibacillus 


10 2432897 Paenibacillus chinjuensis 


Seinonella 
3 Seinonella 


Thermoflavimicrobium 
8 Thermoflavimicrobium 


; Thermoflavimicrobium. 


Legionella waltersii 


08 2502354 Legionella waltersii Bacteria; 


Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae H 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Streptomyces 
9 Streptomyces 
mycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 


eptomycetaceae; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 
Aminobacte 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Planotetraspora 

9 Planotetraspora 
rangineae; 


Persephonella 
8 Persephonella 
Las 


NR_024780.1 


Microtetraspora 


2750506 2751949 Microtetraspora 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Microtetraspora. 
407866 Bacteria_16S 2752642 2752615 5 
sphaerica strain 


Streptosporangiaceae; 
407866 Bacteria_16S 


Planomonospora. 
2754138 27541115 


JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


32 gi|219857151|ref|NR_024779.1 


2752000 275344 


32 gi|219857150|ref|NR_024778.1 


Streptosporangineae; 


Planomonospora 
5 Planomonospora 


Streptosporangineae; 


Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
407866 Bacteria_16S 
toyohensis strain 
TOBE Bacteria; Firmicutes; 
407866 Bacteria_16S 
venezuelae strain 


2755675 2755644 1 


Clostridia; 
2772252 27722255 


Streptomycetaceae; Streptomyces. 
407866 Bacteria_16S 2773787 2773760 5 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


407866 Bacteria_16S 2775325 2775298 5 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


407866 Bacteria_16S 2776862 2776835 5 


albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
407866 Bacteria_16S 2782824 2782781 1 


strain B3-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 


407866 Bacteria_16S 2791938 2791907 1 
strain VPI-C6-61 
Firmicutes; 


407866 Bacteria_16S 2818976 2818949 5 


2 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
407866 Bacteria_16S 


Planomonospora. 
2820469 2820442 5 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
407866 Bacteria_16S 
parontospora subsp. 


2821963 2821936 5 


Actinomycetales; Streptosporangineae; 


407866 Bacteria_16S 2823516 2823485 1 


subterraneus strain HGP1 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; 


407866 Bacteria_16S 2831044 2831017 5 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
407866 Bacteria_16S 2832582 2832555 5 
strain IMC S-0802 


407866 Bacteria_16S 
cineracea strain 


2843221 28431945 


Streptomycetaceae; Kitasatospora. 
407866 Bacteria_16S 2846351 2846320 1 


strain ATCC 700697 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
407866 Bacteria_16S 2851002 2850971 1 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 


hibiscicola Bacteria; 
Pseudomonas. 
407866 Bacteria_16S 
strain ATCC 19374 
Bacteria; 
407866 Bacteria_16S 


Proteobacteria; 


2852571 2852540 1 


2947401 29473301 


strain JCM1240 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Therma 
Thermoanaerobacterales; Thermoanaerobacter 


JCM 4526 16S ribosomal RNA, partial sequence 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 2791299 27926 
Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 


antibiotica strain JCM 3094 16S ribosomal RNA, partial sequen 
Planomonospora parontospora subsp. 
Streptosporangiaceae; 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 


Streptosporangineae; 


32 gi|219857149|ref|NR_024777.1 


32 gi|219857136|ref|NR_024764.1 

2771601 277308 
Streptomy 
32 gi|219857135|ref|NR_024763.1 
Streptomycineae; Streptomyceta 


32 gi|219857133|ref|NR_024761.1 


Streptomycineae; Streptomyceta 
32 gi|219857132|ref|NR_024760.1 
2776208 277769 
Actinomycetales; 
219857128|ref 


44 gi NR_024756.1 


32 gi|219857122|ref|NR_024750.1 


32 gi|219856911|ref|NR_024732.1 
2818334 281977 

Actinomycetales; Strept 

32 gi|219856910|ref|NR_024731.1 


Streptosporangineae; Streptosp 


Streptosporangiaceae; 


Thermanaeromonas 

naeromonas toyohensis 

aceae; Thermanaeromonas. 
Streptomyces 

3 Streptomyces 

cineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Thiothrix disciformis 


2782197 2783612 Thiothrix disciformis Bacteria; 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


32 gi|219856909|ref|NR_024730.1 
antibiotica Bacteria; Actinobacteria; 
Planomonospora. 

219856908|ref|NR_024729.1 
2822817 282431 
Hydrogenobacter. 
219856903|ref|NR_024724.1 
2830390 283187 


Actinomycetales; 


32 gi 


32 gi 


32 gi|219856902|ref|NR_024723.1 


32 gi| 219856895 
complete sequence 


ref|NR_024714.1 

2842551 284406 
Streptomyc 
32 gi|219856893|ref|NR_024712.1 
Incertae Sedis; 
ref|NR_024709.1 

2850317 285183 
Pseudomonadales; 


219856890 
sequence 


32 gi 


32 gi| 219856889 |ref|NR_024708.1 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Hydrogenobacter 
3 Hydrogenobacter 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 


2831928 2833415 Streptomyces albulus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Kitasatospora 

5 Kitasatospora 
ineae; 


Mogibacterium vescum 


2845666 2847142 Mogibacterium vescum Bacteria; 
Clostridiales Family XIII. 


Mogibacterium. 
Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas geniculata 


2851886 2853382 Pseudomonas geniculata 


72 gi|219856825|ref|NR_024644.1 


Serratia rubidaea 


2946729 2948170 Serratia rubidaea Bacteria; 
Serratia. 


407866 Bacteria_ 
strain JCM1235 16 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 
cloacae complex. 


407866 Bacteria_ 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 
mMacrosporus Bacte 
Streptomycetaceae; 
407866 Bacteria_ 
thermolineatus st 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae 
407866 Bacteria_ 
thermovulgaris st 


Proteobacteria; 


strain LS-13 16S 
Proteobacteria; 


strain 441-1 16S 
Proteobacteria; 


Nocardioidaceae; 


407866 Bacteria_ 
strain SG3902 16S 


Firmicutes; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

407866 Bacteria_16S 3100289 3100218 1 72 gi|219846855|ref|NR_026447.1 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bac 
Lactobacillales; Aerococcaceae; Facklamia. 

407866 Bacteria_16S 3104746 3104719 5 32 gi|219846852|ref|NR_026444.1 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Strept 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
407866 Bacteria_16S 3110672 3110633 3 42 gi|219846848|ref|NR_026440.1 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 311146 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 
407866 Bacteria_16S 3146772 3146741 1 32 gi|219846824|ref|NR_026416.1 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 31475 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
407866 Bacteria_16S 3230315 3230272 1 44 gi| 219846767 |ref|NR_026359.1 


strain DSM 10022 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; P 
407866 Bacteria_16S 3236471 3236444 5 32 gi|219846763|ref|NR_026355.1 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 323732 


griseocarneus Bac 
Streptomycetaceae 
407866 Bacteria_16S 
strain NZ35 16S r 
Clost 
407866 Bacteria_16S 


Firmicutes; 
strain DSM 43311 


Microtetraspora. 


407866 Bacteria_16S 
strain LLAP12 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Enterobacteriales; 
407866 Bacteria_ 
strain JCM1237 16 
Gammaproteobacteria; Enterobacteriales; 
407866 Bacteria_ 
strain JCM6051 16 
Gammaproteobacteria; Enterobacteriales; 


Clost 
407866 Bacteria_ 
strain I50 16S ri 


16S 2948891 2948820 1 72 


S ribosomal RNA, partial sequence 


gi|2 
2948 


16S 2950379 2950308 1 72 


S ribosomal RNA, partial sequence 


gi|2 
2949 


16S 2953378 2953307 1 72 


S ribosomal RNA, partial sequence 


gi|2 
2952 


16S 2977623 2977596 5 32 gi|2 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

16S 2979155 2979128 5 32 gi 


rain A1484 16S ribosomal RNA, partial 


2 


; Streptomyces. 


16S 2980690 2980663 5 32 gil|2 


Streptomyces. 


16S 2989865 2989822 1 44 gil|2 


16S 2991398 2991355 1 44 
ribosomal RNA, partial sequence 


gi 


16S 2992892 2992849 1 44 
ribosomal RNA, partial sequence 


gi 


16S 2995910 2995879 1 32 gi 
acteria; Aquificae; Aquificales; Aquif 


16S 3012605 3012578 5 32 gi 


bosomal RNA, partial sequence 


teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3241017 3240974 1 44 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
3251516 3251489 5 


’ 


gi 


Clostridiaceae; 
32 gi 


3266607 3266564 1 44 


gi 


Enterobacteriaceae; 


E 


E 


Actinomyc 


sequence 


rain R10 16S ribosomal RNA, partial sequence 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; 
407866 Bacteria_ 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 29906 
Gammaproteobacteria; Legionellales; Leg 
407866 Bacteria_ 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 

Marmoricola. 

16S 3017249 3017218 1 32 gi|219846912|ref|NR_026504.1 
ribosomal RNA, partial sequence 3016582 30179 

ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

16S 3030764 30307211 44 gi|219846903|ref|NR_026495.1 


3030089 30315 


16S ribosomal RNA, partial sequence 3229651 32311 


219846760 
3240430 32418 
Th 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 


Actinobacteria; Actinobacteridae; Actinomycetales; Strept 


19856824 
221 29496 


ref|NR_024643.1 
58 Enterobacter 


19856823 
709 29511 
nterobac 
19856821 
708 29541 
nterobac 


ref |NR_024642.1 
57 Enterobacter 
teriaceae; 
ref |NR_024640.1 
29 Enterobacter 
teriaceae; Ente 
19846938] ref |NR_026530.1 
2976976 29784 
etales; 
19846937 |ref|NR_026529.1 
2978510 29799 

; Actinomycetales; 
19846936|ref|NR_026528.1 
2980041 29815 

; Actinomycetales; 
19846930|ref|NR_026522.1 
Legionella. 
ref|NR_026521.1 


luoribacter. 
NR_026520.1 


F 
ref 


Legionella. 
ref |NR_026518.1 
2995219 299673 
Hydrogenobacter. 
ref|NR_026507.1 
3011945 301344 


equence 
aceae; 


30 Peptoniphilus 


Actinomycetales; Strept 


ref |NR_026352.1 


hium. 
ref |NR_026345.1 


ermobrac 


osporangineae; Streptosp 


219846743 
3265947 3267294 Legionella drancourtii LLAP12 


robacter; 


5 
Streptomycineae; 


9 
Streptomycineae; 


2 
Streptomycineae; 


teria; 


Enterobacter aerogenes 
aerogenes Bacteria; 


Enterobacter. 


Enterobacter amnigenus 
amnigenus Bacteria; 


Enterobacter. 


Enterobacter asburiae 
asburiae Bacteria; 
Enterobacter 


Streptomyces 
9 Streptomyces 


Streptomyces 
0 Streptomyces 


Streptomyces 
6 Streptomyces 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 
ionellaceae; 
219846929 
2990709 29921 
Gammaproteobacteria; Legionellales; Leg 
407866 Bacteria_ 


Fluoribacter gormanii 


58 Fluoribacter gormanii Bacteria; 
ionellaceae; 
219846928 
2992209 29936 
Gammaproteobacteria; Legionellales; Leg 
407866 Bacteria_ 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial 
hydrogenophilus B 
407866 Bacteria_ 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacte 


Legionella brunensis 


81 Legionella brunensis Bacteria; 
ionellaceae; 
219846926 
s 
ic 
219846915 


Hydrogenobacter 
2 Hydrogenobacter 


Marmoricola 
1 Marmoricola 


ibacterineae; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Facklamia ignava ATCC 
Firmicutes; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Streptomyces 
0 Streptomyces 
omycineae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


ref |NR_026335.1 


Legionella drancourtii 


Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


407866 Bacteria_16S 


3268025 3267982 1 


44 


strain L2 16S ribosomal RNA, partial sequence 


407866 Bacteria_16S 


Halomonas. 
407866 Bacteria_16S 


3319822 3319779 1 


3353264 33532211 


Proteobacteria; 


Gammaproteobacteria; 


44 


strain FB2 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
44 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 
proteoclasticus Bacteria; 


407866 Bacteria_16S 


407866 Bacteria_16S 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
407866 Bacteria_16S 
claviforme strain 


Streptosporangiaceae; 
407866 Bacteria_16S 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


carneum Bacteria; 
Streptosporangiaceae; 
407866 Bacteria_16S 


album strain DSM 43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangium. 
407866 Bacteria_16S 


marismortui strain ATCC 17056 16S ribosomal RNA, partial 


marismortui Bacteria; 
Chromohalobacter. 
407866 Bacteria_16S 
strain ATCC 49336 


407866 Bacteria_16S 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 34368 


Bacteria; 
407866 Bacteria_16S 


DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffii 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


407866 Bacteria_16S 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 34412 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


407866 Bacteria_16S 


3365687 3365644 1 
Firmicutes; 


3367140 3367113 5 


Streptosporangium. 
3368640 3368613 5 


Streptosporangium. 
3370136 3370109 5 


Streptosporangium. 
3371635 3371608 5 


3385421 3385378 1 
Proteobacteria; 


3386894 3386851 1 


3437471 3437428 1 


3438980 3438937 1 


3440490 3440447 1 


3441999 3441956 1 


Clostridia; 


32 


32 


DSM 44127 16S ribosomal RNA, partial 
claviforme Bacteria; Actinobacteria; Actinobacteridae; 


32 


32 


44 


Gammaproteobacteria; 


44 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 


44 


44 


44 


44 


haemolyticus strain DSM 6962 16S ribosomal RNA, 


haemolyticus Bacteria; 
Acinetobacter. 
407866 Bacteria_16S 
baumannii strain 


407866 Bacteria_16S 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succin 
Clostridiales; Veillonellaceae; 


Bacteria; Firmicutes; 
407866 Bacteria_16S 
subrutilus strain 


Streptomycetaceae; 
407866 Bacteria_16S 
strain NRRL 2418 


Streptomyces. 
407866 Bacteria_16S 
strain DSM 40089 


407866 Bacteria_16S 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
407866 Bacteria_16S 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Proteobacteria; 


3443509 3443466 1 


DSM 30007 16S ribosomal RNA, 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


3445050 3444983 1 


Clostridia; 
3448102 3448075 5 


3449669 3449642 5 


3484648 34846215 


3486215 3486188 5 


3490844 3490817 5 


Gammaproteobacteria; 


44 
c 


68 


32 


DSM 40445 16S ribosomal RNA, 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


32 


complete sequence 


32 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


32 


32 


gi| 219846742 
3267345 32688 


gi| 219846706 
Oc 


gi|219846682 
3352589 33540 
gi|219846673 


Clostridiales; 
gi|219846672 


Actinomyc 


219846671 
sequence 
Actinomyce 


gi 


gi|219846670 


219846669 
33709 
Stre 


gi 


219846659 
sequence 
Oceano 


gi 


219846658 
33862 


gi 
gi|219846618 
gi|219846617 
gi|219846616 


gi|219846615 
complete sequence 


219846614 
sequence 


gi 
omplete 


gi| 219846613 


gi|219846611 
complete sequence 


gi|219846610 


gi|219846586 


gi| 219846585 


Pseudomonadales; 


Actinomycetales; 


3449003 3450520 Strept 
Streptomycineae; 


99 Streptomyces 
Streptomycineae; Streptomyceta 


Actinomycetales; 


ref|NR_026334.1 


ref |NR_026298.1 
eanospirillales; 


ref |NR_026274.1 


ref |NR_026265.1 


Clostridiaceae; 
ref |NR_026264.1 


etales; 
ref 


NR_026263.1 


tales; 


ref|NR_026262.1 


es; 


ref|NR_026261.1 


ptosporangineae; 


ref|NR_026251.1 
3384746 338616 
spirillales; 


Ac 
ref |NR_026209.1 
ae; 
ref |NR_026208.1 
80 Acinetobacter 
ae; 
ref |NR_026207.1 

3441331 344279 
Mora 


ref|NR_026206.1 

3442841 344429 
Moraxel 
ref |NR_026205.1 
Succiniclasticu 
ref |NR_026203.1 

3447437 344895 
Streptomy 


ref|NR_026202.1 


Str 


ref |NR_026178.1 


ref|NR_026177.1 
3485550 348706 
Streptom 


gi|219846582 


mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 


Legionella lytica 


25 Legionella lytica Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
44 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; 


Halomonas 


3319157 3320633 Halomonas 


Halomonadaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Halomonas. 


Caloramator 


3365034 3366453 Caloramator 


Caloramator. 
Streptosporangium 


3366504 3367953 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


3368004 3369448 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


3369499 3370948 Streptosporangium 
Streptosporangineae; 


Streptosporangium 


99 3372445 Streptosporangium album 


Streptosporangiaceae; 


Chromohalobacter 
8 Chromohalobacter 


Halomonadaceae; 


ref|NR_026250.1| Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 
aceae; Halomonas. 

ref|NR_026210.1| Acinetobacter 


03 3438261 Acinetobacter radioresistens 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


inetobacter. 
Acinetobacter lwoffii 
Bacteria; 


Acinetobacter. 


Acinetobacter junii 
junii Bacteria; 


Acinetobacter. 


Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Succiniclasticum 
iclasticum ruminis 

m. 

Streptomyces 

2 Streptomyces 

cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 
ycineae; 


ref |NR_026174.1 
3490176 349169 


Streptomyces 
3 Streptomyces 


mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


407866 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


407866 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


407866 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


strain NS 16S rib 
Proteobacteria; 


strain ATCC 35912 
Bacteria; Proteob 
407866 Bacteria_ 


faecium strain ACM 3679 16S ribosomal RNA, partial sequ 
Firmicu 
407866 Bacteria_16S 


Bacteria; 


strain Dfrl 16S r 
Proteobacteria; D 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


407866 Bacteria_16S 


thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 


407866 Bacteria_16S 
paracochleata str 


paracochleata Bac 


Streptomycetaceae 
407866 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 
407866 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 
frigidimarina str 


frigidimarina Bac 


407866 Bacteria_16S 


strain ATCC 15712 
Bacteria; 


strain HK 204 16S 
Proteobacteria; 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


407866 Bacteria_16S 


strain IFO 14525 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


407866 Bacteria_16S 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


407866 Bacteria_16S 


strain IFO 14745 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


407866 Bacteria_16S 


G 
407866 Bacteria_16S 


Streptomyces. 
3525580 3525549 1 


’ 


ridia; Clostridiales; 
3551764 35517211 
ridia; Clostridiales; 
3566997 3566902 1 


3568503 3568408 1 


6S ribosomal RNA, partial sequence 3524935 35264 


ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 


32 gi| 219846559 


onaceae; 

219846530 
35678 
Vibri 


96 gi 


le 


Vv 


Streptomycineae; 


ref|NR_026151.1| Clostridium colinum 
07 Clostridium colinum Bacteria; 


Clostridiaceae; Clostridium. 
44 gi|219846542|ref|NR_026134.1| Caloramator indicus 
3551089 3552603 Caloramator indicus Bacteria; 
Clostridiaceae; Caloramator. 
96 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
3566301 3567756 Vibrio diazotrophicus Bacteria; 


ibrio. 
ref |NR_026122.1 
07 3569262 Vibrio 


Vibrio cincinnatiensis 
cincinnatiensis 


acteria; Gammaproteobacteria; Vibriona 
16S 3585138 3585095 1 44 gi 
tes; Clostridia; Clostridiales; Veillo 
3632182 3632087 1 96 gi 


219846519 
en 
ne 
219846484 


Ss; 


ce 35844 
llaceae; 


onaceae; Vibrio 
ref|NR_026111.1 
36 3585946 Phasc 
Phascolarctobac 
ref |NR_026076.1 


fo} 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Geobacter bremensis 


3638200 3638173 5 


; Streptomyces. 


3639752 3639725 5 


; Streptomyces. 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
407866 Bacteria_16S 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 


3631486 36329 
; Geobacte 
219846480 
sequence 
idae; Acti 


32 gi 


32 219846479 
rtial sequ 


acteridae; 


gi 


60 Geobacter bremensis Bacteria; 
raceae; Geobacter. 
ref|NR_026072.1| Streptomyces 
3637554 3639053 Streptomyces 
nomycetales; Streptomycineae; 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Proteob 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 


3641321 36412945 32 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

3642846 3642819 5 32 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

3644378 36443515 32 

S ribosomal RNA, partial sequence 


e; 


v 


s 


v 


gi 


Stre 
3659658 3659595 1 64 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3667332 3667261 1 72 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3668837 3668766 1 72 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3734855 3734828 5 32 gi 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
eae; Microbispora. 
3737777 3737750 5 


E 


qu 
e; 
32 gi 
Stre 
3740705 3740678 5 32 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pt 


ce 
al 


3742169 3742142 5 32 
ribosomal RNA, partial sequence 


gi 


Strept 


3748021 3747994 5 32 gi 
Stre 
3772151 3772056 1 96 gi 
train H2 16S ribosomal RNA, partial se 


acteria; Proteobacteria; Deltaproteoba 


pt 


qu 
ct 


219846478 
qu 


219846477 
Actinomyc 


219846476 
3643713 36451 
pt 
219846465 
qu 
er 
219846459 


ct 
219846458 
3668184 36696 


219846411 


219846409 
16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


407866 Bacteria_16S 219846407 


219846406 
3741557 37429 
osporang 


219846402 
16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 


osporang 
219846383 
ence 
eria; 


ence 


equence 


omycinea 


ence 
ia; Alte 


36666 
eriales; 
nterobac 


ence 
Actinom 


osporang 


37400 


es; Stre 


De 


3834269 3834238 1 32 gi 


219846339 


Actinomycet 


ref|NR_026070.1 
3640656 364213 
ales; Strept 


ref|NR_026069.1 
3642181 364366 
etales; Strepto 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_026057.1 

3658961 366046 
romonadales; She 
ref |NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026049.1 


teriaceae; Erwin 
ref |NR_026002.1 

3734241 373565 
ycetales; Strept 
ref|NR_026000.1 
ineae; Streptosp 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref|NR_025997.1 


ineae; Streptosp 


ref |NR_025993.1 
ineae; Streptosp 
ref |NR_025974.1 

3771473 377289 
sulfuromonadales 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 


mycineae; 


Kitasatospora azatica 

azatica Bacteria; 

ceae; Kitasatospora. 
Shewanella 

5 Shewanella 

wanellaceae; Shewanella. 

Brenneria salicis 

ria salicis ATCC 15712 

eae; Brenneria. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 

Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Geobacter 

0 Geobacter 
Geobacteraceae; 


, 


ref |NR_025929.1 


Ruminococcus albus 


strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 


Clostridia; Clost 


ridiales; Ruminococcaceae; Ruminococcus. 


407866 Bacteria_16S 


3835719 3835676 1 44 


strain C-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
407866 Bacteria_16S 
strain DSM 735 16S ribosomal RNA, 
Bacteria; 


halodenitrificans 
halodenitrificans 
Halomonas. 


407866 Bacteria_16S 


strain IFO 15474 


Herbidospora. 


407866 Bacteria_16S 


strain ATCC 19812 


strain ATCC 25495 


Streptomyces. 


407866 Bacteria_16S 
eurythermus strain ATCC 14975 16S ribosomal RNA, 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
407866 Bacteria_16S 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
407866 Bacteria_16S 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 


Streptomycetaceae; 


Streptomycetaceae; 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 
16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3892332 3892289 1 44 
Proteobacteria; 


3901436 3901409 5 32 


3919462 39194355 32 


3921043 39210165 32 


3922624 3922597 5 32 


3924204 39241775 32 


3925785 3925758 5 32 


complete sequence 


complete sequence 


complete 


gi| 219846338 |ref 


NR_025928. 


1] Halomonas halodurans 


3835060 3836533 Halomonas halodurans Bacteria; 


gi|219846300|ref 


complete sequence 
Gammaproteobacteria; 


gi|219846294|ref 


16S ribosomal RNA, partial sequence 3900794 3902268 H 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


gi| 219846281 |ref 


Streptomycineae; S 


gi|219846280|ref 


gi| 219846279 |ref 


Ocea 


Streptomycineae; 


Actinomycetales; 


NR_025890. 


NR_025884. 
erbidospora 


NR_025871. 


NR_025870. 


NR_025869. 


diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


Streptomycetaceae; 


strain RL-34 16S 


Streptomyces. 
407866 Bacteria_16S 
acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
407866 Bacteria_16S 


3927365 39273385 32 


3928946 3928919 5 32 


ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 


3956959 3956928 1 32 


complete sequence 


Halomonas. 


1] Halomonas 


3891636 3893166 Halomonas 
nospirillales; 


Halomonadaceae; 


1| Herbidospora cretacea 
cretacea Bacteria; 


Streptosporangiaceae; 


1| Streptomyces tendae 


3918787 3920316 Streptomyces tendae Bacteria; 
treptomycetaceae; 


Streptomyces. 
1| Streptomyces sampsonii 


3920367 3921897 Streptomyces sampsonii 
Streptomycetaceae; 


1] Streptomyces 


sequence 3921948 3923478 Streptomyces 
Streptomycineae; 


gi|219846278|ref|NR_025868.1| Streptomyces 
complete sequence 3923529 3925059 Streptomyces 
Actinomycetales; Streptomycineae; 
gi|219846277|ref|NR_025867.1| Streptomyces 
complete sequence 3925110 3926640 Streptomyces 
Streptomycineae; 
gi|219846276|ref|NR_025866.1| Streptomyces 


gi|219846275|ref 
3928271 39298008 


Streptomycineae; S 


gi|219846254|ref 


Actinomycetales; 


NR_025865. 
treptomyces 


treptomycetaceae; 
NR_025844.1 


3926691 3928220 Streptomyces 
Streptomycineae; 


1| Streptomyces scabiei 
scabiei Bacteria; 
Streptomyces. 
Hydrogenobaculum 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 


Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 
407866 Bacteria_16S 
GIFU 11526 16S ribosomal RNA, partial sequence 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; 


capsulatum strain 


Novosphingobium. 


407866 Bacteria_16S 


3965966 3965871 1 96 


3999752 3999681 1 72 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
407866 Bacteria_16S 
R-7190 16S ribosomal RNA, partial sequence 
Bacillaceae; 
407866 Bacteria_16S 


Bacillales; 


strain JC2056 16S 


4040663 4040624 3 42 


Bacillus. 
4049716 4049689 5 32 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
407866 Bacteria_16S 


4051148 40511215 32 


gi| 219846248 |ref 


gi| 219846225 |ref 


Sphingomonadales; 


NR_025838.1 
3965346 3966788 Novosphingobium 
Sphingomonadaceae; 


Novosphingobium 


NR_025815.1] Silanimonas lenta 


3999120 4000501 Silanimonas lenta Bacteria; 


gi| 219846196 |ref 


4039998 4041459 Bacillus 


gi| 219846187 |ref 


4049074 4050453 Nocardioides 


gi| 219846186 |ref 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4 


ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 
407866 Bacteria_16S 


Nocardioidaceae; 


4055613 4055570 1 44 


strain SS20 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
407866 Bacteria_16S 


4058639 4058612 5 32 


gi| 219846183 |ref 


Actinomycetal 


NR_025777.1 


Nocardioidaceae; 
NR_025776.1 
050504 4051877 Nocardioides 
es; Propionibacterineae; 


Silanimonas. 
NR_025786.1 
fordii Bacteria; 


Bacillus fordii strain 
Firmicutes; 


Nocardioides aestuarii 
aestuarii Bacteria; 
Nocardioides. 
Nocardioides 


NR_025773.1| Halomonas koreensis 
4054980 4056378 Halomonas koreensis Bacteria; 
Halomonas. 
NR_025771.1| Citricoccus 


gi|219846181|ref 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Citricoccus. 


407866 Bacteria_16S 
strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 
KCTC 3748 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


ehimensis strain 
ehimensis Bacteria; 


407866 Bacteria_16S 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 


Firmicutes; 


4126729 41267025 32 


4198734 4198691 1 44 


Bacillales; 
4201697 42016705 32 


gi|219846132|ref 


Actinomycetales; 


4126077 4127564 Streptomyces 


Streptomycineae; S 


gi| 219846076 |ref 


rs 


gi|219846074|ref 


198059 41995 


Paenibacillus. 
NR_025664.1 


42010 


NR_025722.1 


treptomycetaceae; 
NR_025666.1 


057969 4059448 Citricoccus 
Micrococcineae; 


Streptomyces africanus 
africanus Bacteria; 
Streptomyces. 
Paenibacillus 

10 Paenibacillus 


Streptomyces 
82 4202529 Streptomyces 


olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
407866 Bacteria_16S 
strain B7319 16S 


4203195 4203168 5 


32 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


407866 Bacteria_16S 


4204743 42047165 


32 


gi|219846073 


4202580 42040 


gi| 219846072 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
407866 Bacteria_16S 
thermautotrophica 
thermautotrophica 
Sedis; Carboxydocella. 
407866 Bacteria_16S 


Bacteria; 


4207768 4207737 1 
Firmicutes; 


4235123 4235052 1 


32 


strain 41 16S ribosomal RNA, partial 
Clostridia; 


72 


strain F2R9 16S ribosomal RNA, partial sequence 


407866 Bacteria_16S 


656 622 5 


39 


219846070 
sequence 


gi 


Clostridiales; 


gi|219846045 


4234473 42358 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi| 265679063 


cyanea strain NA134 16S ribosomal RNA, partial sequence 1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 
407866 Bacteria_16S 


azurea strain NA128 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 
407866 Bacteria_16S 
flavescens strain 


Microbacterium. 
407866 Bacteria_16S 
condimenti strain F-2 
Bacteria; Firmicutes; 
407866 Bacteria_16S 


2195 2161 5 


32565 32531 5 


39879 39813 5 
16S ribosomal RNA, 
Bacillales; 


45961 45927 5 


39 


39 


401 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


71 


complete sequence 
Staphylococcus. 


39 


strain M069 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


407866 Bacteria_16S 


65814 65780 5 


39 


strain HKI0088 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


407866 Bacteria_16S 


strain IMMIB D-1321 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Tsukamurella. 
407866 Bacteria_16S 
conspicuum strain 


Mycobacteriaceae; 
407866 Bacteria_16S 
strain HQgoel 16S 


407866 Bacteria_16S 


strain DM-2 16S ribosoma 
Proteobacteria; Deltaproteobacteria; 


407866 Bacteria_16S 


vanbaalenii strain PYR-1 


vanbaalenii Bacteria; 
Mycobacteriaceae; 
407866 Bacteria_16S 

ulcerans strain NCTC 7 
ulcerans Bacteria; 
Corynebacteriaceae; 
407866 Bacteria_16S 
cellulans strain 


Promicromonosporaceae; 
407866 Bacteria_16S 


riboso 


Actin 


103614 103580 5 


108134 108100 5 


112741 112707 1 


114339 114305 1 


115881 115847 5 


117437 117403 5 


39 


39 


35 


mal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


35 


1 RNA, partial sequence 


39 


39 


265679062 
1539 


gi 


gi| 265679042 


gi| 265679037 


gi| 265679033 
45374 
gi| 265679020 
65168 


gi| 265678994 


gi| 265678990 


3895/92 16S ribosomal RNA, partial sequence 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


gi| 265678987 


112043 11359 
Syntrophobacterales; 


gi| 265678986 


113641 11518 
Syntrophobacterales; 


gi| 265678985 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 
Mycobacterium. 


gi| 265678984 


910 16S ribosomal RNA, partial sequence 


118956 118922 5 


Cellulosimicrobium. 
123547 123513 5 


obacteria; Actinobacteridae; Ac 
Corynebacterium. 


39 


39 


strain CE40 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


407866 Bacteria_16S 


arborescens strain DSM 20754 16S ribosomal RNA, partial 
arborescens Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Mic 
407866 Bacteria_16S 


158518 158484 5 


robacterium. 
160037 160003 5 


39 


39 


gi| 265678983 


DSM 43879 16S ribosomal RNA, partial sequence 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 265678980 


122905 12429 
ococcineae; 


265678957 
sequence 


gi 


gi| 265678956 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 


Actinomycetales; 


31915 
Micrococcineae; Micr 


39179 


46777 
nebacterineae; 


66643 
ococcineae; 


Actinomycetales; 


Actinomycetales; 


tinomycetales; 


Actinomyc 


ref|NR_025663.1 


ref|NR_025662.1 
4204078 420556 


ref|NR_025660.1 
4207086 420854 
Clostridiales 
ref|NR_025635.1 
Klebs 


ref |NR_029371.1 
1489 


ref |NR_029370.1 
3029 


ref|NR_029350.1 
33385 Microb 


ref |NR_029345.1 
40723 


ref |NR_029341.1 

Mycobacterium 
Mycobacteri 
ref |NR_029328.1 
Bogoriellaceae 
ref |NR_029302.1 


ref |NR_029298.1 

107522 108917 
Corynebac 
ref|NR_029295.1 
Syntroph 
ref|NR_029294.1 
Syntroph 
ref|NR_029293.1 

115240 116730 
Coryneba 


ref|NR_029292.1 
116781 118270 
Corynebacte 


ref|NR_029291.1 
118321 119772 
Micrococci 


ref |NR_029288.1 
Cellulomonadac 
ref |NR_029265.1 

157869 159336 
etales; Micrococ 


Streptomycineae; 


Streptomyces aureus 


27 Streptomyces aureus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 
5 Streptomyces 


Streptomycineae; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 
Enterobacteriaceae; 


iella. 
Saccharomonospora 


Saccharomonospora cyanea 
Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora 


Saccharomonospora azurea 
Pseudonocardineae; P 


seudonocardiaceae; 
Microbacterium 
acterium flavescens 


obacteriaceae; 


Staphylococcus 


Staphylococcus condimenti 


Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Tsukamurella pulmonis 


102976 104435 Tsukamurella pulmonis 
Corynebacterineae; T 


sukamurellaceae; 
Mycobacterium 
Mycobacterium 


terineae; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 
Syntrophaceae; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 
Syntrophaceae; 


us. 
Mycobacterium 
Mycobacterium 
cterineae; 


Corynebacterium 
Corynebacterium 
rineae; 


Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Cellulomonas hominis 


8 Cellulomonas hominis Bacteria; 


eae; Cellulomonas. 
Microbacterium 
Microbacterium 
cineae; 


ref|NR_029264.1 
159387 160848 


Pseudoclavibacter 
Pseudoclavibacter 


helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 


407866 Bacteria_16S 178268 178238 1 31 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

407866 Bacteria_16S 179747 179713 1 35 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

407866 Bacteria_16S 201268 201234 1 35 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

407866 Bacteria_16S 221313 221279 5 39 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

407866 Bacteria_16S 225796 225762 5 39 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
407866 Bacteria_16S 227303 227269 5 39 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

407866 Bacteria_16S 228809 228775 5 39 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
407866 Bacteria_16S 230317 230283 5 39 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
407866 Bacteria_16S 242792 242758 5 39 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

407866 Bacteria_16S 268342 268308 5 39 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

407866 Bacteria_16S 297269 297235 5 39 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
407866 Bacteria_16S 312427 312361 5 71 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

407866 Bacteria_16S 333881 333847 5 39 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

407866 Bacteria_16S 349066 349032 5 39 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

407866 Bacteria_16S 351981 351931 1 51 gi|265678823|ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

407866 Bacteria_16S 377370 377336 5 39 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

407866 Bacteria_16S 389568 389534 5 39 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

407866 Bacteria_16S 401911 401877 5 39 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

407866 Bacteria_16S 404989 404955 5 39 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

407866 Bacteria_16S 469555 469521 5 39 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


407866 Bacteria_ 


brisbanense strai 
brisbanense Bacte 


Mycobacteriaceae; 
407866 Bacteria_ 
boenickei strain 


Bacteria; Actinob 


Mycobacterium. 


407866 Bacteria_16S 
marinisedimentoru 
marinisedimentoru 
407866 Bacteria_16S 
aerosaccus strain 
Proteob 
407866 Bacteria_16S 
strain FI-0169 16 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium avi 
407866 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 


Bacteria; 


Mycobacteriaceae; 


407866 Bacteria_16S 
strain JR 16S rib 


Deferribacteres; 


407866 Bacteria_16S 
aquilae strain S- 
Bacteria; Actinob 


Corynebacterium. 


407866 Bacteria_16S 
strain LV3 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


strain S-606 16S 
Proteobacteria; 


Mycobacteriaceae; 


407866 Bacteria_16S 
strain Iso-46 16S 
G 
407866 Bacteria_16S 


Proteobacteria; 


strain CCUG 42773 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
407866 Bacteria_16S 
appendicis strain IMMIB R-3491 16S ribosomal RNA, parti 
appendicis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

407866 Bacteria_16S 
holsaticum strain 
Bacteria; Actinob 


Mycobacterium. 


407866 Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


407866 Bacteria_16S 


strain E846 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
407866 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


407866 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


407866 Bacteria_16S 


strain M343/98/2 


G 
407866 Bacteria_16S 
pyrenivorans stra 
pyrenivorans Bact 


16S 478740 478706 5 39 gi 
n W6743 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

16S 480289 480255 5 39 gi 
W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


515543 515509 1 35 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
527860 527830 1 31 gi 
G 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
530882 530848 5 39 

S ribosomal RNA, partial sequence 


gi 


um complex (MAC). 
538521 538487 5 39 gi 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

543072 543022 1 
osomal RNA, partial sequence 
Deferribacterales; 


ical gi 
Deferribacteraceae; 
552317 552283 5 39 gi 
613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


564543 564509 5 39 
bosomal RNA, partial sequence 


gi 


575078 575048 1 31 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
580995 580961 5 39 gi 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

587053 587023 1 31 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
596094 596060 5 39 gi 
16S ribosomal RNA, partial sequence 


gi 


gi 


608122 608088 5 39 gi 


617471 617437 5 39 gi 
1406 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


618951 618917 5 39 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


624879 624845 5 39 
ibosomal RNA, partial sequence 


gi 


631021 630987 5 39 gi 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
638653 638619 1 35 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
673510 673476 5 39 gi 


407866 Bacteria_16S 


542382 54390 


563902 56532 


574450 57581 


586359 58785 
oraxellace 


nomycineae 


Actinomyce 


nce 


ce 
ales; 


624219 62572 
nebacterin 


e 
ales; 


ence 63798 
nadales; 


16S ribosomal RNA, partial sequence 672829 67426 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


265678732 
uence 


265678731 
nce 47962 


265678693 
sequence 
dae; Actin 


265678690 


Deferriba 
265678684 
e 55170 
ales; Cory 


265678676 


ococcineae 
265678669 


oraxellace 
265678665 
sequence 

Actinomy 


’ 


265678661 


265678655 
59545 


265678646 
al sequenc 


265678640 
61679 
ales; Cory 
265678639 
61837 
Micr 


265678635 


265678630 

63034 
Micr 

265678625 


xX 
265678600 


690143 690113 1 31 gi 


Actinomyc 


nebacterin 


ref|NR_029037.1 
478074 479572 
etales; Coryneba 


Mycobacterium 
Mycobacterium 
cterineae; 


ref|NR_029036.1 
3 481120 Mycoba 


Mycobacterium 
cterium boenickei 


ales; Corynebacterineae; Mycobacteriaceae; 

265678708|ref|NR_029013.1| Reinekea 

partial sequence 514864 516365 Reinekea 

obacteria; Reinekea. 

265678700|ref|NR_029005.1| Enhydrobacter 

527192 528675 Enhydrobacter aerosaccus 

nadales; Moraxellaceae; Enhydrobacter. 

265678698 |ref|NR_029003.1| Mycobacterium chimaera 
530243 531694 Mycobacterium chimaera Bacteria; 


eae; Mycobacteriaceae; Mycobacterium; 
ref |NR_028998.1 
537853 539333 


omycetales; Cory 


Mycobacterium 
Mycobacterium 
nebacterineae; 


Deferribacter abyssi 
abyssi Bacteria; 


ref |NR_028995.1 
0 Deferribacter 
cter. 
ref|NR_028989.1 
3 553077 Coryne 
nebacterineae; C 


Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


ref|NR_028981.1| Rhodoglobus vestalii 
7 Rhodoglobus vestalii Bacteria; 
; Microbacteriaceae; Rhodoglobus. 
ref|NR_028974.1| Psychrobacter pulmonis 
2 Psychrobacter pulmonis Bacteria; 
ae; Psychrobacter. 
ref|NR_028970.1| Mycobacterium 
580337 581817 Mycobacterium 
cetales; Corynebacterineae; 


ref |NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref |NR_028960.1 
5 596820 Actino 
; Actinomycetace 
ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


Psychrobacter faecalis 
faecalis Bacteria; 

rs 

Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Corynebacterium 
Corynebacterium 
terineae; 


ref|NR_028945.1| Mycobacterium 
5 618320 Mycobacterium holsaticum 
nebacterineae; Mycobacteriaceae; 


ref |NR_028944.1 
1 619715 Microb 
ococcineae; Micr 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
ref |NR_028935.1| Kytococcus schroeteri 
9 631823 Kytococcus schroeteri 
ococcineae; Dermacoccaceae; Kytococcus. 
ref|NR_028930.1| Stenotrophomonas 
2 639478 Stenotrophomonas rhizophila 
anthomonadaceae; Stenotrophomonas. 
ref|NR_028905.1| Actinomyces coleocanis 
5 Actinomyces coleocanis Bacteria; 

; Actinomycetaceae; Actinomyces. 


ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 


265678589 


ref|NR_028894.1| Citrobacter freundii 


strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


407866 Bacteria_16S 712466 712432 5 39 gi|265678574|ref|NR_028879.1 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
407866 Bacteria_16S 714025 713991 5 39 gi| 265678573 |ref|NR_028878.1 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

407866 Bacteria_16S 740195 740161 5 39 gi|265678554|ref|NR_028858.1 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium botniense 


Mycobacteriaceae; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 

407866 Bacteria_16S 755933 755899 5 39 gi| 265678542 |ref|NR_028846.1 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 75674 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
407866 Bacteria_16S 772739 772705 1 35 gi|265678531|ref|NR_028835.1 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipe 
407866 Bacteria_16S 774271 774237 5 39 gi|265678530|ref|NR_028834.1 


strain YIM90005 1 


montefiorense Bac 
Mycobacteriaceae; 


407866 Bacteria_16S 


strain VKM Ac-179 


Bacteria; Actinob 


Rathayibacter. 


407866 Bacteria_16S 


strain VKM Ac-180 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 
catellatispora st 
catellatispora Ba 
Thermomonosporace 
407866 Bacteria_16S 
VKM Ac-1401 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


strain CDC 2970-5 
Bacteria; 
Proteobacteria; 


strain JB-A2 16S 
Proteobacteria; 


strain OK-1 16S r 
Proteobacteria; 


strain SB2B 16S r 
Proteobacteria; 


strain GP1l 16S r 
Proteobacteria; 


Gammaproteobacter 


407866 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


407866 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 
407866 Bacteria_16S 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 
Deferribacterales; 


desulfuricans Bac 


Proteob 
407866 Bacteria_16S 
strain 167 16S ri 
G 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 
199/55 16S ribosomal RNA, 


6S 798880 798846 1 35 
ribosomal RNA, partial sequence 


gi 


811138 811104 5 39 gi 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

885380 885346 5 39 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


e; 


886914 886880 5 39 gi 
4 16S ribosomal RNA, partial sequence 


889927 889893 5 39 gi 
rain 3.24 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 

911474 911440 5 39 
ibosomal RNA, partial sequence 


gi 


987034 987004 1 31 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
988614 988584 1 31 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1001008 1000974 1 35 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1010015 1009985 1 31 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1011565 1011535 1 31 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1013060 1013030 1 31 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
1014556 1014526 1 31 gi 
partial sequence 
Pseudomonadales; Moraxellaceae; 
1017549 1017519 1 31 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
1019089 1019023 5 71 gi 
uccinus strain AMG-D1 16S ribosomal RNA, 
succinus Bacteria; 
Sl gi 


Ss 
gi 


s 
gi 


Mo 
gi 


ia; 


1058821 1058771 1 


teria; Deferribacteres; 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
407866 Bacteria 1 
strain MOL361 16S 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
407866 Bacteria_16S 
montefiorense str 


donocardin 
265678513 
798207 79971 


265678505 
rtial sequ 


265678454 
ales; 
265678453 


ococcineae; 
265678451 
equence 

ae; 


265678437 
910794 91228 
ococcineae 
265678386 


cteriales; 
265678385 
987916 98944 
Enterobac 
265678377 
1000320 10017 
ciricketts 
265678371 
1009316 10108 
hewanellac 
265678370 
1010904 10123 
hewanellac 
265678369 
1012401 10138 
Moraxellace 
265678368 
1013897 1015342 Morax 
raxella. 
265678366 
1016889 1018335 Morax 
raxella. 
265678365 


265678338 


Pseudonocar 
NR_028816.1 


eae; 
ref 


Turicibacte 
NR_028808.1 
810468 
Coryne 


eae; 
ref 
ence 
Actinomycetales; 
ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


88470 
Micr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref|NR_028753.1 

889276 890727 
tales; Strep 


88624 


Actinomyce 


ref |NR_028739.1 


; Microbacteriac 
ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


98633 


teri 
ref 


aceae; Citro 
NR_028679.1 


iace 
ref 


ae; Thiomicr 
NR_028673.1 


Shewanella. 
NR_028672.1 


eae; 
ref 


Shewanella. 
NR_028671.1 


eae; 
ref 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 
ella 


ref 
ella 


NR_028668.1 
bovis Bacte 


ref 
complete se 
Firmicutes; Bacillales; 


NR_028667.1 
quence 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Atopostipes 
Atopostipes 

Ss. 
Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Turicibacter sanguinis 


4 Turicibacter sanguinis Bacteria; 


ar 

Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Actinomadura 
Actinomadura 
tosporangineae; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Citrobacter murliniae 

acter murliniae 

eae; Citrobacter. 

Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Deferribacter 


ref|NR_028640.1 
1058138 105957 
Deferribacteraceae; D 


3 Deferribacter 
eferribacter. 


407866 Bacteria_16S 
strain YLM-32 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 
strain NAFOO1 16S 


Firmicutes; 


Bacteria; 


Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
407866 Bacteria_16S 1185577 1185547 1 31 gi| 228716090 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
407866 Bacteria_16S 1187088 1187058 1 31 gi| 228716058 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 


Bacteria; 
407866 Bact 
ATCC 33641 
Bacteria; 

407866 Bact 


Bacillales; 
407866 Bacteria_16S 

ATCC 35469 16S ribosomal 
Proteobacteria; 
407866 Bacteria_16S 
CMS 81 16S ribosomal RNA, 
Actinobacteridae; 
407866 Bacteria_16S 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia 


Proteobacteria; 
eria_16S 
16S ribosomal 
Proteobacteria; 
eria_16S 


ATCC 43970 
Bacteria; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
407866 Bacteria_16S 
strain Se-3111 16 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
407866 Bacteria_16S 
variabilis strain 
Bacteria; Actinob 
Isoptericola. 
407866 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 


1076644 1076610 5 39 
ribosomal RNA, partial sequence 


gi 


1081163 1081093 1 71 
ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
1119003 1118973 1 31 
RNA, partial sequence 
Gammaproteobacteria; 
1137141 11371075 39 
complete sequence 


gi 


gi 


gi 


1138692 1138658 5 39 gi 


Gammaproteobacteria; 
1188599 1188569 1 31 
RNA, partial sequence 
Gammaproteobacteria; 
1190110 1190080 1 31 


gi 


1221811 12217775 39 
S ribosomal RNA, partial sequence 


gi 


1226361 12263275 39 gi 


1233990 1233956 5 39 gi 


Microbacteriaceae; Microbacterium. 


407866 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 
407866 Bacteria_16S 
strain CDC 941078 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 
407866 Bacteria_16S 
urealyticum DSM 7 
DSM 7109 Bacteria; 
Corynebacteriaceae; Corynebacterium. 
407866 Bacteria_16S 


subsp. 
subsp. 


Cc 
Cc 


1235504 12354705 39 gi 


Mycobacterium. 
1250549 1250515 5 39 gi 
16S ribosomal RNA, partial sequence 


1291102 12910685 39 gi 


1294163 12940975 71 


gi 


equorum strain PA 231 16S ribosomal RNA, partial 
equorum Bacteria; 
407866 Bacteria_16S 
schleiferi subsp. 

Staphylococcus schleiferi subsp. coagul 
407866 Bacteria_16S 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; 
407866 Bacteria_16S 
carnosus subsp. 
carnosus subsp. 
407866 Bacteria_16S 
strain HKI 0122 1 


Firmicutes; Bacillales; 
1318458 13183925 71 gi 
coagulans strain GA 211 16S ribosomal 


1320000 13199345 71 


gi 


1321542 13214765 F4 gi 
arnosus strain 361 16S ribosomal RNA, 
arnosus Bacteria; Firmicutes; 


1333813 1333779 5 39 gi 


1346043 1346009 5 39 gi 


1401760 14017265 39 gi 


cynodontis JCM 9733 16S ribosomal RNA, partial sequence 


MX5 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetales; 


109 16S ribosomal RNA, partial sequence 


ans Bacteria; 


Bacillales; 


265678325 


1075986 10774 
ococcineae; 


265678322 


1080469 10819 


228716249 


1118333 11198 
Enterobacteriales; 


253680765 


1136447 1137959 Leifsonia 
Actinomycetales; Micrococcineae; Microbacteriaceae; 


253680764 


Enterobacteriales; 


1189433 11908 


219878356 


1221167 12226 


219878300 
12257 


219878266 


rain DSM 13468 16S ribosomal RNA, partial sequence 1233340 123481 
cteria; Actinobacteria; Actinobacteridae; 


219878254 


strain DSM 44346 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


219857412 
12499 


228720812 
12904 


Actinobacteria; Actinobacteridae; Actinomycetales; 


228715348 
sequence 


Staphylococcus. 


228715349 
RNA, 


228715347 


228715346 


228721490 


6S ribosomal RNA, partial sequence 1333148 13346 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Beutenbergia. 
407866 Bacteria_16S 
faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 

407866 Bacteria_16S 


228720938 


M 4810 16S ribosomal RNA, partial sequence 13453 
tinobacteria; Actinobacteridae; Actinomycetales; 


228715351 


Actinomycetales; 


Actinomycetales; Co 


Corynebacterineae; M 


partial 
Firmicutes; 


Staphylococcus. 
partial sequence 


Staphylococcus. 


Micrococcineae; 


ref |NR_028627.1 


ref|NR_028624.1 


ref|NR_027549.1 
Enterobacteriac 
ref|NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_027546.1 


ref 


ref 


Enterobacteriac 
ref|NR_027545.1 
Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 
ref|NR_025495.1 


Beutenbergiace 
ref |NR_025439.1 
22 1227193 Isopte 


ref|NR_025405.1 


Micro 


ref |NR_025393.1 


123486 


ref|NR_025000.1 
18 1251238 Mycoba 


ref|NR_027597.1 
53 1291853 Coryne 
Corynebacte 


ref |NR_027520.1 

1293463 129495 
ref|NR_027521.1 
sequence 
ref|NR_027519.1 
131930 
ref|NR_027518.1 
132084 


ref |NR_027613.1 
32 Beutenbergia 
Beut 


ref|NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 


Bacillales; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 
Rarobacteraceae; 


Rarobacter. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Isoptericola 
ricola variabilis 


Micrococcineae; Promicromonosporaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Corynebacterium 
bacterium urealyticum 
rineae; 


Staphylococcus equorum 
6 Staphylococcus equorum 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


ref|NR_027523.1 


Leifsonia xyli subsp. 


1401111 1402554 Leifsonia xyli subsp. 


cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; 
407866 Bacteria_16S 


strain B-10-31 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


407866 Bacteria_16S 
glauca strain K62 


Saccharomonospora. 
407866 Bacteria_16S 
strain s840-96-2 
Firmicutes; 
407866 Bacteria_16S 
maritimus strain 
Bacteria; 
407866 Bacteria_16S 
strain GD521 16S 
Firmicutes; 
407866 Bacteria_16S 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 
407866 Bacteria_16S 
subsp. 
subsp. 
Mycobacteriaceae; 
407866 Bacteria_16S 
afermentans subsp. 


Actinomycetales; 
407866 Bacteria_16S 


strain JCM3369 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
407866 Bacteria_16S 


strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
407866 Bacteria_16S 


canariasense strain 502329 16S ribosomal RNA, partial sequence 
canariasense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
407866 Bacteria_16S 
subsp. 
subsp. 
407866 Bacteria_16S 


decolorationis strain S12 16S ribosomal RNA, partial sequence 
decolorationis Bacteria; 


Shewanella. 
407866 Bacteria_16S 
strain CCUG 47334 
Bacteria; Firmicutes; 
407866 Bacteria_16S 

strain IBS S6874 


407866 Bacteria_16S 


strain Albert 19982 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


407866 Bacteria_16S 
strain R2014 16S 


407866 Bacteria_16S 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 
407866 Bacteria_16S 


strain NF11 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


407866 Bacteria_16S 


strain NF23 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


407866 Bacteria_16S 


rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 


Leifsonia. 


1412214 1412184 1 


1416749 14167155 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1418306 1418272 1 


16S ribosomal RNA, partial sequence 1417633 14190 
Clostridia; 


Clostridiales; 
1422901 14228711 


1433733 14336675 


ribosomal RNA, partial sequence 
Bacillales; 


Staphylococcus. 
1449107 1449073 5 


1476124 14760905 


avium strain DSM 44156 16S ribosomal RNA, partial 
avium Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium complex (MAC). 


1500435 1500401 5 


Corynebacterineae; Corynebacteriaceae; Corynebacterium. 


1527472 15274385 


1528976 1528942 5 


1560679 1560645 5 


1571175 1571145 1 


smithia strain AS20/1/1 16S ribosomal RNA, partial 
smithia Bacteria; 


Proteobacteria; 
1608028 1607998 1 


Proteobacteria; 


1613942 1613908 1 


16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
1645868 1645838 1 


16S ribosomal RNA, partial sequence 1645204 16466 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


1667247 1667217 1 


1668765 1668731 5 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


1697729 1697695 5 


1722183 1722153 1 


1723724 1723694 1 


1726640 1726606 5 


31 gi|224581450|ref|NR_027234.1 


39 gi| 224581447 |ref|NR_027229.1 


35 gi|224581446|ref|NR_027228.1 


31 gi| 224581443 |ref|NR_027225.1 


71 gi|224581433|ref|NR_027215.1 


39 gi|224581421|ref|NR_027202.1 


Micrococcineae; 


39 219878445 |ref|NR_025584.1 
sequence 1475465 147693 


Actinomycetales; 


gi 


39 gi|219846622|ref|NR_026214.1 


afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 
Corynebacterium afermentans subsp. 


afermentans Bacteria; Actinobacteria; 
39 gi| 219857435 |ref|NR_025023.1 
1526835 1528288 Actinomadura 
Streptosporangineae; 
39 219857434 |ref 


gi NR_025022.1 


Streptosporangineae; 


39 gi| 219846147 |ref|NR_025737.1 
1560055 156148 

Actinomycetales; Coryneb 

31 gi| 219878156 |ref|NR_025295.1 


sequence 1570477 157198 
Gammaproteobacteria; Aeromonadales; Aero 

31 gi|219878471 NR_025610.1 
1607365 160881 
Gammaproteobacteria; Alteromonadales; Sh 


35 219878467 |ref|NR_025606.1 
1613259 1614770 Helcoc 
Clostridiales Family XI. Incerta 


gi| 219878446 |ref|NR_025585.1 


gi 


31 


Aeromonas. 
219878430|ref|NR_025569.1 
1666570 1668063 Escher 
Esche 
NR_025568.1 


31 gi 


39 gi|219878429|ref 
Actinomycetace 


39 gi| 219878409 |ref|NR_025548.1 


Micrococcineae; Micr 
31 gi| 219878393 |ref|NR_025532.1 
1721510 1723000 Psychrobacter 
Psychrobacte 
gi| 219878392 |ref|NR_025531.1 
1723051 1724541 Psychrobacter 
Psychrobacte 


31 


Algicola sagamiensis 


1411537 1413034 Algicola sagamiensis Bacteria; 
Algicola. 


Saccharomonospora 


1416093 1417582 Saccharomonospora glauca 
Pseudonocardineae; Pseudonocardiaceae; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 
Clostridiales Family XI. Incertae Sedis; Helcococcus. 


Psychrobacter 


Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


Staphylococcus felis 


1433051 1434525 Staphylococcus felis Bacteria; 


Promicromonospora 


1448460 1449852 Promicromonospora aerolata 
Promicromonosporaceae; 


Mycobacterium avium 
6 Mycobacterium avium 


Corynebacterineae; 


Corynebacterium 
1499786 1501111 


Actinobacteridae; 


Actinomadura yumaensis 


yumaensis Bacteria; 
Thermomonosporaceae; 


Actinomadura spadix 


1528339 1529796 Actinoallomurus spadix Bacteria; 
Thermomonosporaceae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Shewanella 

2 Shewanella 
ewanellaceae; 


Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Actinomyces nasicola 


1668114 1669588 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Psychrobacter luti 
luti Bacteria; 

ars 

Psychrobacter fozii 
fozii Bacteria; 

rs 


39 gi|219878390|ref|NR_025529.1 


1725987 172747 


Mycobacterium 
1 Mycobacterium 


rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


407866 Bacteria_16S 


strain DSM 44222 


Mycobacterium. 


1728179 17281455 39 


gi 


219878389 


16S ribosomal RNA, partial sequence 1727522 17290 


ref|NR_025528.1 
13 Mycobacterium 


pulveris Bacteria; 


Mycobacterium pulveris 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


407866 Bacteria_16S 


strain DSM 44515 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


407866 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


407866 Bacteria_16S 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae; 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


407866 Bacteria_16S 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


407866 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 


Dermabacteraceae; 


407866 Bacteria_16S 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


1729716 1729682 5 39 gi 


1731228 17311945 39 


gi 


Mycobacterium. 
1735795 1735761 5 39 gi 
ain R10176 16S ribosomal RNA, partial 


Actinomyces. 


1738840 1738806 5 39 


gi 


Actinomyces. 


1760253 17602195 39 


gi 


1763296 17632625 39 


gi 


Brachybacterium. 


1770728 17706945 39 


gi 


e; Corynebacterium. 


teria; Actinobacteria; Actinobacterida 


219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
407866 Bacteria_16S 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


ne 
219878387 
sequence 


219878384 
sequence 
e; 


219878382 
al 


’ 


219878365 
uence 
in 


219878363 
ar 
ridae; 
219878357 
quence 

in 


bacterin 


Actinomyc 


Actinomycet 


sequenc 
Actinomy 


omycetal 


tial seq 


Act 


omycetal 


ref|NR_025527.1 
19 Mycobacterium 
eae; 
ref |NR_025526.1 

1730570 173206 
etales; 


ref|NR_025523.1 
1735130 173662 
ales; Actin 


ref|NR_025521.1 
e 1738160 173968 
cetales; Actino 


ref|NR_025504.1 

1759669 176107 
es; Micrococcin 
ref|NR_025502.1 
uence 176264 
inomycetales; M 


ref |NR_025496.1 
1770072 177148 


es; Corynebacte 


Mycobacterium agri 


Mycobacteri 


Coryneba 


fo} 


e 


i 


r 


agri Bacteria; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


mycineae; 


Brachybacterium 
3 Brachybacterium 
ae; 


Brachybacterium 
crococcineae; 
Corynebacterium 


6 Corynebacterium 
ineae; 


aceae; Mycobacterium. 


Dermabacteraceae; 


5 1764116 Brachybacterium 


407866 Bacteria_16S 1811690 18116565 39 gi 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 
407866 Bacteria_16S 1819367 1819333 5 39 gi|219878323|ref|NR_025462.1 
strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
407866 Bacteria_16S 1820900 1820866 5 39 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 
407866 Bacteria_16S 1822424 18223905 39 gi| 219878321 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
407866 Bacteria_16S 1825570 1825540 1 31 gi| 219878319 
marincola strain KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
407866 Bacteria_16S 1827048 1827018 1 31 gi|219878318|ref|NR_025457.1| Psychrobacter 
submarinus strain KMM 225 16S ribosomal RNA, partial sequence 1826365 1827792 Psychrobacter 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
407866 Bacteria_16S 1834556 1834522 5 39 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 
407866 Bacteria_16S 1886585 1886551 5 39 gi| 219878274 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Pseudonocardiaceae; Saccharomonospora. 
407866 Bacteria_16S 1900440 1900406 5 39 gi 
humiphilum strain DSM 12362 16S ribosomal RNA, partial 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; 
Intrasporangiaceae; Ornithinimicrobium. 
407866 Bacteria_16S 1901830 1901796 5 39 gi 
suimastitidis strain CCUG 39276 16S ribosomal RNA, part 
suimastitidis Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; Actinomyces. 
407866 Bacteria_16S 1910530 1910496 5 39 gi| 219878256 |ref|NR_025395.1]| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


219878328 |ref|NR_025467.1| Curtobacterium 
ibosomal RNA, partial sequence 1811040 1812516 


Plantibacter flavus 


, 


ref|NR_025460.1| Agreia pratensis 

50 Agreia pratensis Bacteria; 

; Microbacteriaceae; Agreia. 

ref|NR_025458.1] Psychrobacter 
1824887 1826314 Psychrobacter 

nadales; Moraxellaceae; Psychrobacter. 


ref |NR_025413.1 
1885917 188742 


ales; Pseudonoca 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


219878263 
sequence 
Actinomyce 


ref |NR_025402.1 
1899804 190110 
tales; Micrococc 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


219878262 
ial sequen 
e; Actinomycet 


ref|NR_025401.1 
ce 1901160 190257 
ales; Actino 


Actinomyces 
5 Actinomyces 
mycineae; 


407866 Bacteria_16S 
foliorum strain P 
foliorum Bacteria 


Microbacterium. 


407866 Bacteria_16S 
strain CCUG 41706 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
407866 Bacteria_16S 
auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 
407866 Bacteria_16S 
urogenitalis stra 
urogenitalis Bact 


Actinomycetaceae; 


407866 Bacteria_16S 


strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 
proteamaculans st 
proteamaculans Ba 


Serratia. 


407866 Bacteria_16S 


strain DSM 30063 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


smegmatis strain 


smegmatis Bacteri 


Mycobacteriaceae; 


407866 Bacteria_16S 
elephantis strain DSM 44368 16S ribosomal RNA, partial 
elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


407866 Bacteria_16S 
antarcticus strain T2 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
407866 Bacteria_16S 
heidelbergense st 
heidelbergense Ba 


Mycobacteriaceae; 


407866 Bacteria_16S 
pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 
407866 Bacteria_16S 
DSM 4568 16S ribo 
Gammaproteobacter 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 
strain DSM 4576 1 
G 
407866 Bacteria_16S 
strain DSM 4594 1 
G 
407866 Bacteria_16S 
proteus strain 42 
Proteob 
407866 Bacteria_16S 
strain $1/1-984 1 
G 
407866 Bacteria_16S 
strain $1/6-571 1 
G 
407866 Bacteria_16S 
strain LMG 317541 
G 
407866 Bacteria_16S 
carotovorum subsp 

Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriales 
407866 Bacteria_16S 


1948723 1948689 5 39 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


; ti 
1951837 1951803 5 39 gi 
16S ribosomal RNA, partial sequence 


1953290 19532565 39 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

1954771 19547375 39 gi 
in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1959286 19592525 39 

ribosomal RNA, partial sequence 


s 
Ac 


al 


& 
gi 


oc 
1989975 1989945 1 31 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


al 
te. 
1991523 1991493 1 


31 gi 


ammaproteobacteria; Enterobacteriales; E 
1993066 1993036 1 31 gi 
ammaproteobacteria; Enterobacteriales; E 
1996149 1996119 1 31 gi 
ammaproteobacteria; Enterobacteriales; E 
2000767 2000737 1 31 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2006926 2006896 1 31 gi 


ct 


ammaproteobacteria; Enterobacteriales; E 


2010029 2009999 1 31 gi 
ammaproteobacteria; Enterobacteriales; E 
2026458 2026428 1 31 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
2027901 20278711 31 gi 
odoriferum strain LMG 17566 16S ribo 


so 


; Enterobacteriaceae; Pectobacterium. 


2033855 20338215 39 gi 
ATCC 19420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

2052546 2052512 5 


39 gi 
se 
Ac 
Mycobacterium. 
2066164 2066130 5 39 gi 
ce 
al 
2090637 2090603 5 39 gi 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 
Mycobacterium. 
2112029 21119955 39 gi 
6482 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 


2121104 21210741 31 


1 
ae 


nc 
al 


gi 


no 


nce 


equ 


ria 


6S ribosomal RNA, partial sequence 1995493 19 


nte 


eri 


6S ribosomal RNA, partial sequence 2006247 20 


nte 


6S ribosomal RNA, partial sequence 2009346 20 


nte 


omonada 
219878177 


mal 


que 


que 


es; 


v 


e 
es; 


inomy: 


219878229 
ue 
nomyceta 


219878227 
19511 
mycineae 
219878226 


ence 


tinomyce 


219878225 
sequenc 
Actinomy 


219878222 
1958616 19601 
occineae 
219878202 
sequenc 
Ent 


v 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 
nterobac 
219878200 
6S ribosomal RNA, partial sequence 1992387 19938 
nterobac 
219878198 
969 
bac 
219878195 
000 


ro. 


20 


ales; 


219878191 
077 
bac 
219878189 
108 
bac 
219878178 
257 
cea 


ro 


ro 


20 


RNA, 


219878172 


nce 


219878157 


nce 


tinomyce 


219878146 


20 
M 


655 


219857660 


21113 


Cory 


219857654 


somal RNA, partial sequence 2120505 2121907 Cedec 


ia; Enterobacteriales; Enterobacteriacea 


e; 


2128701 2128667 5 39 gi 


Cedec 
219857649 


africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 


cet 


icr 
219878129 

sequence 
Actino: 


ref|NR_025368.1 
1948071 194955 
les; Micrococci 


ref |NR_025366.1 
63 1952590 Actin 
; Actinomycetac 
ref|NR_025365.1 
1952641 195404 
tales; Corynebac 


ref |NR_025364.1 
e 1954098 195552 
cetales; Actino 


ref|NR_025361.1 
16 Arthrobacter 
; Micrococcaceae 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 


ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025337.1 


teriaceae; Rahne 
ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 
ref|NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref |NR_025316.1 
partial sequenc 


ref|NR_025311.1 
2033216 203470 
ales; Corynebact 


, 


ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref |NR_025268.1 

2089993 209143 
mycetales; Coryn 


ref |NR_025249.1 
81 2112761 Mycoba 
nebacterineae; M 


ref 
ead 
ea. 


NR_025243.1 
avisae Bacte 


n 


O: 
e 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Corynebacterium 

7 Corynebacterium 

terineae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tha. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Mycobacterium 

7 Mycobacterium 
ebacterineae; 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


ref |NR_025238.1 
2128040 212947 


Mycobacterium 
2 Mycobacterium 


407866 Bacteria_ 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


407866 Bacteria_ 
tokaiense strain 


tokaiense Bacteri 
Mycobacteriaceae; 


407866 Bacteria_ 
poriferae strain 


poriferae Bacteri 
Mycobacteriaceae; 


407866 Bacteria_ 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


407866 Bacteria_ 


strain ATCC 51384 16S ri 
Actinobacteria; Actinoba 


407866 Bacteria_ 


palatopharyngis strain 1 
palatopharyngis Bacteria 
Pseudonocardiaceae; Amyc 


407866 Bacteria_ 


strain MUP 1182 1 
Actinobacteria; Actinoba 


407866 Bacteria_ 
strain YIM 90001 


Actinobacteria; Actinoba 


407866 Bacteria_ 


strain ATCC 927 1 
Actinobacteria; Actinoba 


407866 Bacteria_ 


strain YKJ-103 16 
G 


Proteobacteria; 
407866 Bacteria_ 


strain NRCM 00-25 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


407866 Bacteria_ 
strain YIM 21741 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


407866 Bacteria_ 


ATCC 43380 16S ri 
G 


Proteobacteria; 
407866 Bacteria_ 


NCTC 5923 16S rib 
G 


Proteobacteria; 
407866 Bacteria_ 


strain ATCC 33638 
Proteob 


Bacteria; 
407866 Bacteria_ 


pseudotuberculosi 
pseudotuberculosi 


Yersinia. 


407866 Bacteria_16S 
mediterraneus str 
mediterraneus Bac 


Desulfobulbus. 


407866 Bacteria_16S 
strandjordii stra 
strandjordii Bact 


Tsukamurellaceae; 


407866 Bacteria_16S 
strain A290 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


407866 Bacteria_16S 


strain FI-13295 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
407866 Bacteria_16S 


16S 2130179 21301455 39 gi 
in ATCC 19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
16S 2131684 21316505 39 gi| 219857647 
ATCC 27282 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
16S 2133187 2133153 5 39 gi| 219857646 
ATCC 35087 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 
16S 2134701 2134667 5 39 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
16S 2136218 2136184 5 39 gi 
bosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
2139264 21392305 39 gi 
Bdz 16S ribosomal RNA, partial 
; Actinobacteria; Actinobacteri 
olatopsis. 
2148253 2148219 5 39 gi| 219857636 
6S ribosomal RNA, complete sequence 2147582 21491 
cteridae; Actinomycetales; Coryne 
16S 2149835 2149801 5 39 gi| 219857635 
16S ribosomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseudo 
2164893 2164859 5 39 gi| 219857625 
6S ribosomal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Coryne 
2175583 2175553 1 31 gi| 219857616 
S ribosomal RNA, partial sequence 2174910 21764 
ammaproteobacteria; Pseudomonadales; Mor 
16S 2217931 2217897 5 39 gi| 219857587 
5 16S ribosomal RNA, partial sequence 22172 


219857648 
al 


’ 


219857645 


ales; 


219857644 
21355 
ne 
219857642 
sequence 
dae; 


16S 


16S 


16S 


16S 


ne 
16S 2228541 2228507 5 39 gi| 219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
ococcineae 
2239211 2239181 1 31 gi| 219857573 
bosomal RNA, partial sequence 2238534 22399 
ammaproteobacteria; Enterobacteriales; Enterobac 
16S 2240722 2240692 1 31 gi| 219857572 
osomal RNA, partial sequence 2240045 22415 
ammaproteobacteria; Enterobacteriales; Enterobac 
16S 2242233 2242203 1 31 gi|219857571 
16S ribosomal RNA, partial sequence 22415 
acteria; Gammaproteobacteria; Enterobacteriales; 
16S 2243744 22437141 31 gi| 219857570 
s strain ATCC 29833 16S ribosomal RNA, partial s 
s Bacteria; Proteobacteria; Gammaproteobacteria; 


16S 


219857562 
equence 
eria; Desu 


2256026 2255992 1 35 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


2306184 2306150 5 39 gi| 219857525 
in ATCC BAA-173 16S ribosomal RNA, complete sequ 
eria; Actinobacteria; Actinobacteridae; Actinomy 
Tsukamurella. 

2310740 2310706 5 39 
ibosomal RNA, partial sequence 


v 


gi| 219857522 
2310109 23115 
Streptosporang 


2327458 2327424 5 39 gi|219857511 
6S ribosomal RNA, partial sequence 2326828 23282 
nebacterin 
219857510 


2328861 2328827 5 39 gi 


sequenc 
Actinomy 


inomycet 


inomycet 


21340 
Cory 


bacterin 


Actin 


bacterin 


nocardin 


bacterin 


axellace 


bacterin 


ref|NR_025237.1 
e 2129523 21309 
cetales; Coryne 


ref |NR_0252 
2131039 21324 


ales; Corynebac 


36.1 
8 


35.1 
8 


ref |NR_0252 
2132540 21339 
ales; Corynebac 


v 


ref|NR_025234.1 
40 2135523 Mycob 
nebacterineae; 


ref |NR_025233.1 
74 2137022 Mycob 
eae; Mycobacteri 
ref|NR_025231.1 

2138615 214004 
omycetales; Pse 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacter 
ref|NR_025224.1 


eae; Pseudonoca 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025168.1 


; Microbacteriac 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


1lfob 


ref 
ence 
ceta 


les; Co 


ref|NR_025110.1 
29 Actinomadura 
ineae; Thermomon 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 


8 
b 


a 


M 


a 


Us 


i 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium brumae 

cterium brumae Bacteria; 

aceae; Mycobacterium. 
Amycolatopsis 

1 Amycolatopsis 

donocardineae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 
xr 


diaceae; Prauserella. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Psychrobacter jeotgali 
jeotgali Bacteria; 

bao 

Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Tsukamurella 
7 2307028 Tsukamurella 


acterineae; 


Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 


ref|NR_025098.1 


Microbacterium 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


407866 Bacteria_16S 
xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 
407866 Bacteria_16S 
strain K265 16S r 


407866 Bacteria_16S 
strain K300 16S r 


407866 Bacteria_16S 
kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 
407866 Bacteria_16S 
kellyi strain BII 
Bacteria; Proteob 
407866 Bacteria_16S 
paradoxus strain 
Bacteria; Proteob 
407866 Bacteria_16S 
strain CCUG 30811 
Bacteria; Proteob 
407866 Bacteria_16S 
subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 
407866 Bacteria_16S 
strain ATCC 33531 
Bacteria; Proteob 
407866 Bacteria_16S 
strain T1-X7 16S 


407866 Bacteria_16S 
strain FI-25796 1 


407866 Bacteria_16S 
strain DSM 43194 


407866 Bacteria_16S 
bendigoensis stra 


Propionibacteriaceae; 
407866 Bacteria_16S 

strain CDC 0876-5 
Bacteria; Proteob 
407866 Bacteria_16S 
strain CIP 103464 


407866 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
407866 Bacteria_16S 
okhotskensis stra 
okhotskensis Bacteria; 
Psychrobacter. 
407866 Bacteria_16S 
strain Al-3 16S r 


407866 Bacteria_16S 
strain ATCC15947 
Bacteria; 
407866 Bacteria_16S 
strain JCM1680 16 
Proteobacteria; 
407866 Bacteria_16S 
strain JCM1679 16 
Proteobacteria; 
407866 Bacteria_16S 


acteria; 


2333453 23334195 


2360652 2360618 5 


2362170 23621365 


2401577 2401543 5 


2424736 2424702 1 


2441243 24412131 


2445820 2445790 1 


2456459 2456429 1 


2462427 2462397 1 


2492569 2492535 5 


2594159 2594125 5 


2611047 2611013 5 


2626467 2626429 1 


Tessaracoccus. 
2635534 2635504 1 


2640162 2640128 5 


2680939 2680905 1 


Firmicutes; 
2715240 2715210 1 


Proteobacteria; 


2748203 2748169 5 


2763154 27631241 


2764670 2764640 1 


2766186 2766156 1 


2784328 2784294 5 


39 


ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


39 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


39 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


39 


n HA-9T 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


35 


-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


31 


ARh1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


31 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


31 


ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 
Aeromonas. 


31 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 


39 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


39 


6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


39 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


39 


in Benl06 16S ribosomal RNA, partial s 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 


31 


8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobact 


39 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


35 


train IDR2-2 16S ribosomal RNA, partia 
Lactobacillales; 


31 


in MD17 16S ribosomal RNA, partial seque 
Gammaproteobacte 


39 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


31 


16S ribosomal RNA, partial sequence 2762542 27639 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


31 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


31 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


39 


Chromati 


Alteromonadales; 


219857507 
al 


gi 


gi| 219857487 
2360002 23614 
Microc 
gi|219857486 
2361525 23629 
Microc 
gi| 219857459 
nce 
Actinomyc 


219857442 
24240 


gi 


ales; 
219857426 
24405 


gi 


ales; 
219857422 
24451 


gi 


219857413 
rt 
ia; 


gi 


219857408 
24617 


gi 
gi|219857388 
2491905 24933 


gi| 219857272 


gi| 219857258 


219857247 
equence 


gi 


219857234 
26348 
eriales; 
219857231 
26395 


gi 


gi 


219857202 
1 sequence 
Carnobacte 
219857178 
nce 
a; 


gi 


gi 


Ti Pseud 
gi|]219857155 
2747544 27488 
occineae 


gi| 219857142 


gi|219857141 
2763991 27654 
Enterobac 
gi|219857140 
2765507 27669 
Enterobac 
219857127 


sequenc 
Actinomycet 


occineae; 


occineae; 


Halo 


Ecto 


ial sequence 
Gammaproteobacteria; 


ref 


ref 


ref 


ref 
etal 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 
ref 


eae; 
ref 


ref 


Ent 
ref 


eae; 
ref 


riac 
ref 


omon 
ref 


> Mi 
ref 


Ent 
ref 


teri 
ref 


teri 
ref 


gi 


e 2332775 23342 


2400924 24023 


42 2425535 Halot 
thiobacillaceae 


72 2442029 Thioa 
thio 


40 2463175 Raoul 
Enterobacteriac 


49 Tetrasphaera 
occineae; Intrasporangi 


10 Mycobacterium 


2625807 26272 
Actinomyceta 


42 2636362 Citrob 


12 2640976 Mycob 


2680270 26817 


2714566 27160 


84 Arthrobacter 


40 Edwardsiella 


56 Edwardsiella 


72 Edwardsiella 


NR_025095.1 
9 
ales; 


NR_025075.1 


NR_025074.1 


NR_025047.1 
7 
s 


es; Strepto 


NR_025030.1 


NR_025014.1 
1 
rhodospirac 
NR_025010.1 


NR_025001.1 
245578 


NR_024996.1 


NR_024976.1 


NR_024903.1 


Mycobacteri 
NR_024889.1 


Pseudonocar 
NR_024877.1 
7 
les; Propion 


NR_024862.1 


erobacteriac 
NR_024859.1 
a 
Mycobacteri 
NR_024830.1 
6 
eae; Alkalib 
NR_024806.1 
5 
a 


adales; Mor 


NR_024783.1 


crococcaceae 
NR_024770.1 


erobacteriac 
NR_024769.1 


aceae; Edwar 
NR_024768.1 


aceae; Edwar 
NR_024755.1 


h 
i 


e 


Nocardiopsis 
9 Nocardiopsis 


Streptosporangineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 
Microbacteriac 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 
Microbacteriac 


eae; Subtercola. 
Nocardiopsis 

2 Nocardiopsis 

porangineae; 


Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 
Alishewanella fetalis 


48 2446624 Alishewanella fetalis 
Alteromonadaceae; 


Alishewanella. 
Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Raoultella planticola 


tella planticola 


eae; Raoultella. 
Tetrasphaera japonica 


japonica Bacteria; 
aceae; 


Tetrasphaera. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Alkalibacterium 

1 Alkalibacterium 
acterium. 
Psychrobacter 

7 Psychrobacter 
xellaceae; 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 
Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Okibacterium 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; 


Okibacterium. 


407866 Bacteria_16S 
strain IFO 16238 


407866 Bacteria_16S 
strain IFO 16235 


407866 Bacteria_16S 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


stanieri Bacteria; 
Marinobacterium. 
407866 Bacteria_16S 


IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacil 
Bacillaceae; 


Bacillales; 
407866 Bacteria_16S 
strain CM-10 16S 


2838631 2838597 5 


2840190 2840156 5 


2866475 2866441 1 


2879064 2878994 1 


Bacillus. 
2894203 2894169 5 


39 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


39 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


35 


eel 


39 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


407866 Bacteria_16S 
strain CM-01 16S 


2895698 2895664 5 


39 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


407866 Bacteria_16S 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycetocola. 


Microbacteriaceae; 
407866 Bacteria_16S 
strain IAM 14848 


407866 Bacteria_16S 
strain IAM 14851 


407866 Bacteria_16S 
strain IFO 15616 


407866 Bacteria_16S 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 
Firmicutes; 


pasteuri Bacteria; 
407866 Bacteria_16S 


lugdunensis strain ATCC 43809 16S ribosomal RNA, partial 
Bacillales; 


lugdunensis Bacteria; 
407866 Bacteria_16S 


delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 
Firmicutes; 


delphini Bacteria; 
407866 Bacteria_16S 
strain ATCC 35538 
Bacteria; Firmicutes; 
407866 Bacteria_16S 


2 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Actinoalloteichus. 


Pseudonocardiaceae; 
407866 Bacteria_16S 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequen 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
407866 Bacteria_16S 


saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


saperdae Bacteria; 
Microbacterium. 
407866 Bacteria_16S 


luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


luteolum Bacteria; 
Microbacterium. 
407866 Bacteria_16S 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


407866 Bacteria_16S 


2897192 2897158 5 


2900195 29001615 


2901730 2901696 5 


2903267 29032335 


2909441 29093755 


2910985 2910919 5 


Firmicutes; 


2914071 2914005 5 


2915614 2915548 5 


Bacillales; 
2938183 2938149 5 


2956339 2956305 5 


2957797 2957763 5 


2959258 29592245 


2966950 2966920 1 


3006637 3006603 5 


Bacillales; 


Bacillales; 


39 


39 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


39 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


39 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


16S ribosomal RNA, partial sequence 
Staphylococcus. 


71 gi| 219856850 
Staphylococcus. 

71 gi| 219856849 

sequence 

Staphylococcus. 

ak gi| 219856847 
Staphylococcus. 

71 gi| 219856846 

29149 

39 gi| 219856831 

Actinomy 

39 gi| 219856819 


39 


39 


31 


39 


strain 801 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


407866 Bacteria_16S 


strain 1144-97 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Firmicutes; 
407866 Bacteria_16S 


3041473 3041403 1 


3044483 3044449 5 


71 


Facklamia. 


39 


gi| 219856898 


gi| 219856897 


gi| 219856880 


Alteromon 


gi| 219856872 


gi| 219856860 
2893553 28949 
Micrococcineae 
gi|219856859 
2895048 28964 
Micrococcineae 
gi| 219856858 


Actin 


gi| 219856856 


gi| 219856855 


gi| 219856854 


gi|219856818 


gi| 219856817 


gi| 219846946 


gi| 219846919 
3005987 30074 


gi|219846895 
3040796 30422 


Actinomycetales; 


ref|NR_024717.1 
; Microbacteriac 
ref|NR_024716.1 


; Microbacteriac 
ref|NR_024699.1 

2865789 286730 
adales; 


ref 
lus 


NR_024691.1 
flexus Bacte 
ref|NR_024679.1 


; Microbacteriac 
ref |NR_024678.1 


; Microbacteriac 
ref|NR_024677.1 
2896542 289798 
omycetales; Micr 
ref|NR_024675.1 


; Microbacteriac 
ref |NR_024674.1 


; Microbacteriac 
ref |NR_024673.1 


; Microbacteriac 
ref |NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024650.1 
2937540 293900 
cetales; Pseudon 


ref |NR_024638.1 
ce 2955705 295711 
Micro 


ref |NR_024637.1 
2957165 295857 
les; Micrococcin 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 
ref|NR_026538.1 
Dicke 
ref|NR_026511.1 


; Microbacteriac 
ref |NR_026487.1 


gi| 219846892 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Rarobacteraceae; 


Rarobacter. 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Marinobacterium 
5 Marinobacterium 


Alteromonadaceae; 


Bacillus flexus strain 
ria; Firmicutes; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 
lococcus caprae 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Facklamia languida 


68 Facklamia languida Bacteria; 


ref|NR_026484.1 
3043846 304530 


Rarobacter 
9 Rarobacter 


407866 Bacteria_ 
hortensis strain 


hortensis Bacteri 
Intrasporangiacea 


407866 Bacteria_ 


strain M1832/95/2 
Firmicu 


Bacteria; 
407866 Bacteria_ 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


407866 Bacteria_ 


strain TAGA27 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


407866 Bacteria_ 


amylophilus strai 
Proteob 


Bacteria; 
407866 Bacteria_ 
resistens strain 


resistens Bacteri 


Microbacterium. 


407866 Bacteria_16S 
zavarzinii strain 
zavarzinii Bacter 
407866 Bacteria_16S 
hollandicum strai 
hollandicum Bacte 


Hyphomicrobium. 


407866 Bacteria_16S 


strain DSM 44267 


Actinobacteria; Actinoba 
407866 Bacteria_16S 
mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 
407866 Bacteria_16S 


imitans strain 20 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

407866 Bacteria_16S 3224368 32243345 39 gi|219846771|ref|NR_026363.1 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actino 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Acti 
Actinomyces. 

407866 Bacteria_16S 3254518 3254484 5 39 gi|219846751|ref|NR_026343.1 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

407866 Bacteria_16S 3263562 3263520 1 43 gi| 219846745 |ref|NR_026337.1 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 326438 


australicum Bacte 


407866 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; 


strain ATCC 29903 
Proteobacteria; G 


407866 Bacteria_16S 


strain 1A-C 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


strain DSM 44183 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
407866 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


407866 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


407866 Bacteria_16S 


G 
407866 Bacteria_16S 


16S 3046015 3045981 5 39 gi|219846891 

HKI 0125 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Act 

e; Ornithinicoccus. 

16S 3049129 3049059 1 71 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; Aerococcaceae; E 

16S 3068639 3068605 5 39 gi 

train DSM 8609 16S ribosomal RNA, part 

acteria; Actinobacteria; Actinobacteri 
; Microbacterium. 

16S 3094205 30941715 39 

ribosomal RNA, partial sequence 


219846889 


re 

219846876 
ia 
dae; 


gi| 219846859 
oc 
219846858 
en 
dales; 


16S 3095776 3095746 1 31 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
16S 3115262 31152285 39 gi|219846845 
DMMZ 1710 16S ribosomal RNA, partial sequence 


a; Actinobacteria; Actinobacteridae; Act 


3127321 31272711 
ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3128809 3128759 1 51 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


219846837 
uence 

a; 
219846836 
al 
ia 


51 gi 


, 


3152886 3152852 5 
16S rib 


39 gi| 219846820 
oc 
219846804 


sequence 


cteridae; Actinomycetales; Micr 
3175763 3175729 5 39 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3215199 3215165 5 39 gi 
23 16S ribosomal RNA, partial sequence 


219846777 
32145 


ia; 
219846740 
32704 
Enterobac 
219846739 
32719 


ria; Proteobacteria; Alphaproteobacter 
3271131 32711011 31 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3272669 3272639 1 31 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; Enterobac 
3310737 3310703 5 39 gi| 219846713 
ibosomal RNA, partial sequence 3310081 33114 
ococcineae 
3336488 3336454 5 39 gi|219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
nebacterin 
219846693 
al sequenc 
e; 


3337997 3337963 5 39 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3339509 3339475 5 39 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 
3351717 3351683 5 


219846692 
rtial sequ 
dae; Actin 


39 gi|219846683 


inomycet 


30484 
mococcus 


1 sequen 
Actin 
3093562 30950 
occineae 
ce 30950 
Suc 
inomycet 
Rhizobi 
sequenc 


Rhizob 


osomal RNA, partial sequence 3152235 31537 
occineae; 


Actinomyc 


Rhizob 


Actinomycet 


NR_026483.1 
3045360 30468 
ales; Micrococc 
ref|NR_026481.1 
54 3049838 Eremo 
ref |NR_026468.1 
ce 3067998 30694 
omycetales; Mic 


ref |NR_026451.1 


; Micrococcacea 
ref|NR_026450.1 
79 3096617 Rumin 
cinivibrionacea 
ref |NR_026437.1 

3114620 311608 
ales; Micrococc 


, 


ref|NR_026429.1 

3126704 312814 
ales; Hyphomicr 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomic 


ref|NR_026412.1 


; Intrasporangi 
ref |NR_026396.1 

3175122 317658 
etales; Coryneba 


ref|NR_026369.1 
49 3216020 Coryne 


iales; Hyphomicr 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref|NR_026305.1 
; Bogoriellaceae 
ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref|NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


5 
i 


Cc 


6 
be 


O. 
e 


i 


fo} 


xr 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Eremococcus coleocola 
occus coleocola 


Microbacterium 
0 Microbacterium 


ococcineae; 


Kocuria palustris 


28 Kocuria palustris Bacteria; 
e 


; Kocuria. 


Ruminobacter 

bacter amylophilus 
Ruminobacter. 
Microbacterium 

0 Microbacterium 

neae; Microbacteriaceae; 


’ 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
a 


ceae; Terracoccus. 
Corynebacterium 
0 Corynebacterium 
cterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Actinomyces europaeus 
myces europaeus 


nomycetaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


ref|NR_026275.1 


Agrococcus jenensis 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 


407866 Bacteria_ 


tyrofermentans st 
tyrofermentans Ba 


Dermabacteraceae; 
407866 Bacteria_ 


nesterenkovii str 
nesterenkovii Bac 


Dermabacteraceae; 
407866 Bacteria_ 


alimentarium stra 
alimentarium Bact 


Dermabacteraceae; 
407866 Bacteria_ 


strain M17C 16S r 


ibosomal RNA, partial sequence 


3377063 33785 


16S 3354804 33547705 39 gi|219846680|ref|NR_026272.1| Brachybacterium 
rain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brachybacterium. 

16S 3357927 3357893 5 39 gi|219846678|ref|NR_026270.1| Brachybacterium 
ain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brachybacterium. 

16S 3359491 3359457 5 39 gi|219846677|ref|NR_026269.1| Brachybacterium 
in CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brachybacterium. 

16S 3377728 3377694 5 39 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

407866 Bacteria_16S 3395833 3395799 5 39 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

407866 Bacteria_16S 3403463 3403429 5 39 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
407866 Bacteria_16S 3428969 3428939 1 31 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

407866 Bacteria_16S 3430453 3430419 5 39 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

407866 Bacteria_16S 3452803 3452769 5 39 gi|219846608|ref|NR_026200.1| Micrococcus lylae 


strain DSM 20315 


strain DSM 3133 1 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


407866 Bacteria_16S 


strain ATCC 51856 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
407866 Bacteria_16S 


strain DSM 43045 


strain DSM 20145 


testaceum strain 


testaceum Bacteri 


Microbacterium. 


407866 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 
407866 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


407866 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
407866 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
407866 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
407866 Bacteria_16S 


3487781 3487747 5 39 gi 


3492381 3492347 5 39 gi 
ATCC 43826 16S ribosomal RNA, partial 


Mycobacterium. 
3498359 3498325 5 39 gi 
16S ribosomal RNA, partial sequence 


3504277 3504243 5 39 gi 


3505805 35057715 39 gi 


Bacteria; Actinobacteria; Actinobacter 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


oc 
219846584 


6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


oc 
219846581 
sequence 

idae; 


219846577 


no 
219846573 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


oc 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
407866 Bacteria_16S 


ococcineae; Microbacteriac 
3507322 3507288 5 39 gi|219846571|ref|NR_026163.1 
DSM 20166 16S ribosomal RNA, partial sequence 3506673 350814 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
3508843 3508809 5 39 gi|219846570|ref|NR_026162.1 
in DSM 20638 16S ribosomal RNA, partial sequence 3508192 350966 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
; Microbacterium. 

3510365 35103315 39 gi| 219846569 |ref|NR_026161.1 
DSM 20530 16S ribosomal RNA, partial sequence 3509716 351118 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
3513413 3513379 5 39 gi| 219846567 |ref|NR_026159.1 
6S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 
teridae; Actinomycetales; Micrococcineae; Microbacteriac 
3514937 3514903 5 39 gi|219846566|ref|NR_026158.1 
6S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 
teridae; Actinomycetales; Micrococcineae; Microbacteriac 
3516455 35164215 39 gi| 219846565 |ref|NR_026157.1 

16S ribosomal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae; Microbacteriac 
3517977 3517943 5 39 gi|219846564|ref|NR_026156.1 


occineae 


occineae 


Acti 


34976 
mycineae 


7 Mi 
ref 


crococcaceae 
NR_026176.1 
; Cellulomonadac 
ref|NR_026173.1 

3491744 349320 
nomycetales; Cor 


’ 


ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026165.1 


crobacteriac 
NR_026164.1 


7 Mi 
ref 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Actinomyces radingae 
myces radingae Bacteria; 
ae; Actinomyces. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
occineae; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 


Curtobacterium citreum 


strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


407866 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
407866 Bacteria_16S 

in BM 1192/5 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


hyovaginalis stra 
hyovaginalis Bact 
Actinomycetaceae; 


407866 Bacteria_16S 
ATCC 9874 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


407866 Bacteria_16S 


strain : CIP 7430 
Proteobacteria; G 


strain 1066 16S r 
komossense strain 


Bacteria; Actinob 
Mycobacterium. 


407866 Bacteria_16S 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex ( 
407866 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


strain 3015 16S r 
strain ATCC 43910 


Bacteria; Actinob 
Mycobacterium. 


407866 Bacteria_16S 
DSM 44277 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


407866 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


Bacteria; 


Pectobacterium. 


407866 Bacteria_16S 


3571518 3571484 5 


3602119 3602085 5 


Actinomyces. 
3608156 3608122 5 


Mycobacterium. 
3612630 3612600 1 


3615732 3615698 5 


3617241 36172075 


3622870 3622836 5 


3624371 36243375 


3636661 3636627 5 


3664254 36642205 


Mycobacterium. 
3670344 3670314 1 


3671851 3671821 1 


3673360 3673330 1 
Proteobacteria; 


3677997 3677947 1 


39 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


39 


39 


31 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
407866 Bacteria_16S 


39 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
407866 Bacteria_16S 


39 


Ko2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


39 


39 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
407866 Bacteria_16S 


39 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


39 


31 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobacteri 
407866 Bacteria_16S 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
407866 Bacteria_16S 
betavasculorum strain ATCC 43762 16S ribosomal 
betavasculorum Bacteria; 


31 


31 


51 


gi|219846528 


3570843 35723 


Turicella. 
gi|219846505 


gi|219846500 


gi|219846497 


gi|219846495 


3615060 36165 


219846494 
36165 


gi 


gi|219846490 


gi|219846489 
3623734 36252 


219846481 
36360 


gi 


gi|219846462 


gi| 219846457 
3669690 36711 


219846456 
36711 


gi 


Enterobacteriales; 


gi|219846455 


RNA, partial sequence 
Gammaproteobacteria; 


gi|219846452 


thermophilus strain BMA1 16S ribosomal RNA, partial sequence 


thermophilus Bacteria; 
407866 Bacteria_16S 


hassiacum strain 


Mycobacterium. 


407866 Bacteria_16S 
strain 04745 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
407866 Bacteria_16S 


luteofluorescens 
luteofluorescens 


strain IFO 14679 


Actinomadura. 


407866 Bacteria_16S 


strain IFO 14097 


Deferribacteres; 
3721602 3721568 5 


3729026 3728992 5 


Actinomadura. 
3731939 37319055 


3736316 3736286 5 


3769083 3769049 5 


Deferribacterales; 


39 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


39 


39 


35 


39 


219846420 
37209 


gi 


219846415 
sequence 


gi 


gi|219846413 


16S ribosomal RNA, partial sequence 3731323 37327 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporanginea 


gi|219846410 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
407866 Bacteria_16S 
michiganensis subspecies tessellarius strain 78181 16S 


Streptosporanginea 


219846385 
ribosomal 


gi 


sequence 
Actinomy 


inomycet 


36119 
omonadaceae; 


Cory 


partial se 
Actinobac 


inomycetales 


Enterob 


Deferribac 


Actinomy 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Ent 
ref 


ref 


ref 


ref 


ref 


ref 


ceta 


ales; 


15 Mycobacterium 
Mycobacteriaceae; Mycobacterium. 


66 3618027 Mycob 
nebacterineae; 


quence 
teridae; 


17 Mycobacterium 
Mycobacteriaceae; Mycobacterium. 


02 3637503 Mycob 
Coryneba 


96 3672653 Pecto 
erobacteriaceae; 


52 3722442 Mycob 
Coryneba 


3728410 372981 
Streptosporangineae; 


31 Actinomadura 


NR_026120.1 


NR_026097.1 


NR_026092.1 


NR_026089.1 


NR_026087.1 


NR_026086.1 


NR_026082.1 


NR_026081.1 


NR_026073.1 
cterineae; 


NR_026054.1 


NR_026048.1 
aceae; 
NR_026047.1 
NR_026046.1 
acteriales; 


NR_026043.1 


NR_026011.1 
cterineae; 
NR_026006.1 
cetales; 
NR_026004.1 
e; 
NR_026001.1 


e; 


ref 
RNA, 


NR_025976.1 


partial sequence 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Actinomyces 


3601450 3602945 Actinomyces 
les; Actinomycineae; 


Mycobacterium 


3607525 3608920 Mycobacterium 
Corynebacterineae; 


Aeromonas bestiarum 


33 3613434 Aeromonas bestiarum Bacteria; 
Aeromonas. 


Mycobacterium gadium 
gadium Bacteria; 


Mycobacterium 


acterium komossense 
Mycobacteriaceae; 


Mycobacterium avium 


3622221 3623683 Mycobacterium 
Actinomycetales; 


MAC). 
Mycobacterium simiae 
simiae Bacteria; 


Mycobacterium duvalii 


acterium duvalii 
Mycobacteriaceae; 


Mycobacterium 


3663577 3665092 Mycobacterium 
; Corynebacterineae; 


Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 
Brenneria. 


Pectobacterium 


bacterium wasabiae 


Pectobacterium. 
Pectobacterium 


3672704 3674161 Pectobacterium 


Enterobacteriaceae; 


Deferribacter 


3677295 3678845 Deferribacter 
teraceae; Deferribacter. 


Mycobacterium 


acterium hassiacum 
Mycobacteriaceae; 


Actinomadura 
8 Actinomadura 


Actinomadura coerulea 


coerulea Bacteria; 
Thermomonosporaceae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


3787244 37872101 


Micrococcineae; Microbacteriaceae; 
407866 Bacteria_16S 


35 


strain PU 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


407866 Bacteria_16S 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 


3813024 3812994 1 


31 


Clavibacter. 
gi|219846372 
3786577 37880 


gi|219846354 


ref 


NR_025963.1 


ref 


NR_025945.1 
381232 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Aeromonas 
7 3813828 Aeromonas 


allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 


Aeromonas. 


407866 Bacteria_16S 3844908 3844842 5 i gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 3845697 Staphylococcus warneri Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 
407866 Bacteria_16S 4008753 4008723 1 31 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
407866 Bacteria_16S 4022396 4022366 1 31 gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 
407866 Bacteria_16S 4023867 4023833 5 39 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
407866 Bacteria_16S 4039101 40390675 39 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
407866 Bacteria_16S 4042123 4042053 1 vei gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
407866 Bacteria_16S 4054104 4054070 5 39 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
407866 Bacteria_16S 4061618 4061584 5 39 gi|219846178|ref|NR_025768.1| Nocardiopsis salina 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis salina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
407866 Bacteria_16S 4063146 40631125 39 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
407866 Bacteria_16S 4073753 4073719 5 39 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
407866 Bacteria_16S 4125243 4125209 5 39 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
407866 Bacteria_16S 4218450 4218416 5 39 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
407866 Bacteria_16S 4233608 42335745 39 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
407866 Bacteria_16S 4245629 4245599 1 31 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
407866 Bacteria_16S 29476 29435 1 42 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
407866 Bacteria_16S 47512 47479 1 34 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
407866 Bacteria_16S 285062 284985 1 78 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
407866 Bacteria_16S 344606 344565 1 42 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
407866 Bacteria_16S 380435 380394 1 42 gi|265678801|ref|NR_029106.1| Lactobacillus 
delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 
Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 
Lactobacillus. 
407866 Bacteria_16S 414438 414397 1 42 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
407866 Bacteria_16S 472750 472709 1 42 gi|265678736|ref|NR_029041.1| Weissella koreensis 


strain S-5623 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; Weissella. 


472041 473537 Weissella koreensis Bacteria; 


407866 Bacteria 1 
parakefiri strain 
parakefiri Bacter 
407866 Bacteria _1 
coryniformis subs 


Lactobacillaceae; 


407866 Bacteria 1 
BI 114 16S ribosomal RNA, partial sequ 
Rumino 


variabile strain 
Bacteria; 


Proteobacteria; 


Bacteria; 


Bacteria; 


C91 16S ribosomal 
Proteobacteria; 


mitsuokai DSM 158 
15897 Bacteria; 


aminovorans strai 
aminovorans Bacte 


temperatum strain 
temperatum Bacter 


subsp. carnosus s 
sakei subsp. carn 


407866 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


407866 Bacteria_16S 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


407866 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


407866 Bacteria_16S 
rain SDW 014 16S ribosomal RNA, partia 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


407866 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


407866 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


407866 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


407866 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


407866 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


407866 Bacteria_16S 


Firmicu 
407866 Bacteria _1 
versmoldensis str 
versmoldensis Bac 
407866 Bacteria_16S 
strain 6111 16S r 
G 
407866 Bacteria_16S 
alkaliphilum stra 
Proteob 
407866 Bacteria_16S 
geysericola strai 
geysericola Bacte 
407866 Bacteria_16S 
insulare strain K 
Proteob 
407866 Bacteria_16S 


B 


F 


6S 475827 475786 1 42 


gi 


Firmicutes; Lactobacillales; 
508135 508094 1 42 


ia; 


6S gi 


Lactobacillus. 


6S 540026 539993 1 34 gi 
tes; 
6S 


Clostridia; Clostridiales; 
550811 550770 1 42 gi 
teria; Firmicutes; Lactobacillales; 
699256 699224 1 34 
ibosomal RNA, partial sequence 


gi 


841636 841603 1 34 gi 


977787 977754 1 34 gi 


1051304 10512711 34 gi 
16S ribosomal RNA, partial sequence 


1179591 11795501 
RNA, partial sequence 


42 gi 


1206868 1206835 1 34 gi 


1240079 1240026 1 54 gi 


1243067 1243014 1 54 gi 


1327701 1327660 1 42 


gi 


Lactobacill 
34 gi 


osus Bacteria; Firmicutes; 
1398738 1398705 1 


monadetes; Gemmatimonadales; 


1485341 1485288 1 54 gi 


1509386 1509345 1 42 


gi 
paracasei Bacteria; Firmicutes; 
1515298 1515245 1 54 gi 
cteria; Proteobacteria; Alphaproteobac 


1525971 15259301 42 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Lactobacillaceae 
1580242 1580149 1 94 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 

1632111 1632046 1 66 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1680857 1680816 1 42 gi 


cteria; Deinococcus-Thermus; Deinococc 
1837649 1837608 1 42 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1839212 18391711 42 gi 


GCL 1731 16S ribosomal RNA, partial s 
Lacto 


p- torquens strain 30 16S ribosomal RN. 
Lactobacillus coryniformis subsp. torquens Bacteria; 


ain KU-3 16S ribosomal RNA, partial se 
La 


in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 


n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 


acteria; Gammaproteobacteria; Oceanosp 


etaproteobacteria; Nitrosomonadales; N 
407866 Bacteria_16S 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
407866 Bacteria_16S 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
407866 Bacteria_16S 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
407866 Bacteria_16S 
train CCUG 34545 16S ribosomal RNA, pa 


T-27 16S ribosomal RNA, partial seque 
Gemmatimo 


paracasei strain R094 16S ribosomal RN. 
Lactob, 


rain TR 16S ribosomal RNA, partial seq 


265678734 
equence 


265678713 
A, 
265678692 
coccaceae; 
265678685 


quence 


265678583 


698584 69993 
ammaproteobacteria; Chromatiales; Chro 


matiaceae; 
265678485 
nce 84098 
irillales; 
265678392 
uence 


265678343 
10506 
irillales; 

228717704 


1178919 1180416 Nitro 
itrosomona 


228715354 
12061 

richales; 

219878162 
equence 
ia; 
219878114 
quence 
a; 
219846129 


ales; 
228715357 
nce 13980 
nadaceae; 
219857250 
quence 
ria; 


219846290 
A, partial 
acillales; 
219878113 
1 
teria; Rhi 
219857499 
15252 
; Lactobac 
219878491 
sequence 
a; Rhizobi 


219878455 
ence 16314 
es; Erysip 
219878421 
uence 

i; Thermal 
219878310 
sequence 
tobacillac 
219878309 


bacillacea 
complet 
Firmicutes; 


ence 53938 


ctobacilla 


erpetosiph 


Rhizob 


Rhizobi 


rtial sequ 
Lact 


Rhizo 


sequence 


ref|NR_029039.1 

475117 476512 
e; Lactobacillu 
ref|NR_029018.1 
e sequence 


ref |NR_028997.1 
4 540811 Subdol 
Subdoligranulu 
ref |NR_028990.1 
550095 551652 
ceae; Lactobacil 
ref|NR_028888.1 


Thiocystis. 
ref |NR_028788.1 
1 842417 Marino 
Marinospirillu 
ref |NR_028694.1 

977181 978580 
onaceae; Herpeto 
ref |NR_028645.1 
31 1052062 Marino 
Marinospirillu 
ref|NR_027566.1 
somonas eutropha 
daceae; Nitroso 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref|NR_025719.1 
ence 132699 
obacillaceae; La 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref |NR_024880.1 

1484704 148617 
biales; Phylloba 


ref 
seq 


NR_025880.1 
uence 150868 
Lactobacillacea 
ref|NR_025252.1 

1514694 151610 
zobiales; Phyllo 


ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


, 


ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025560.1 
1680196 168167 
es; Thermaceae; 
ref |NR_025449.1 
1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 


Lactobacillus 
Lactobacillus 


n 


Lactobacillus 
507410 508930 


Lactobacillales; 


Subdoligranulum 
igranulum variabile 


m. 


Lactobacillus 
Lactobacillus 

lus. 
Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Marinospirillum 
spirillum alkaliphilum 


mM. 


Herpetosiphon 

Herpetosiphon 
siphon. 

Marinospirillum 
spirillum insulare 


m. 


Nitrosomonas eutropha 
C91 Bacteria; 


monas . 


Catenibacterium 

bacterium mitsuokai DSM 

eae; Catenibacterium. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 
Lactobacillus sakei 

5 1328388 Lactobacillus 

ctobacillus. 

Gemmatimonas 

imonas aurantiaca T-27 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


Lactobacillus jensenii 
acillus jensenii 


Sinorhizobium 
0 Sinorhizobium 
ae; 


Erysipelothrix 

elothrix inopinata 

rysipelothrix. 

Vulcanithermus 

6 Vulcanithermus 

Vulcanithermus. 
Lactobacillus 

1 Lactobacillus 

us. 

Lactobacillus hamsteri 


strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 


Firmicutes; Lacto 


bacillales; Lactobacillaceae; Lactobac 


illus. 


407866 Bacteria_16S 


407866 Bacteria_16S 


407866 Bacteria_16S 


407866 Bacteria_16S 
strain T9 16S rib 
Proteobacteria; G 
407866 Bacteria_16S 
pantheris strain 
pantheris Bacteria; 
407866 Bacteria_16S 
venustensis strai 
Bacteria; Proteob 
407866 Bacteria_16S 
strain ACCC 19665 
Bacteria; Proteob 
407866 Bacteria_16S 
kitasatonis strai 
kitasatonis Bacteria; 
407866 Bacteria_16S 

A1-17B 16S riboso 
Actinobacteridae; 
407866 Bacteria_16S 
cateniformis stra 
cateniformis Bact 
Coprobacillus. 
407866 Bacteria_16S 
minutulum strain 

minutulum Bacteri 
407866 Bacteria_16S 
collinoides strai 
collinoides Bacteria; 
407866 Bacteria_16S 

fornicalis strain 
fornicalis Bacteria; 
407866 Bacteria_16S 
strain YH-15 16S 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

407866 Bacteria_16S 3300063 3300022 1 42 gi|219846721|ref|NR_026313.1 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 330087 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisci 
Methylophaga. 

407866 Bacteria_16S 3417081 3417048 6 39 gi|219846633|ref|NR_026225.1 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 341641 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actin 
Actinomycetaceae; Actinomyces. 

407866 Bacteria_16S 3603614 3603521 1 94 gi|219846504|ref|NR_026096.1 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 
Sinorhizobium. 

407866 Bacteria_16S 3718537 3718496 1 42 gi|219846424|ref|NR_026015.1 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 371934 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiob 
Halothiobacillus. 

407866 Bacteria_16S 3800771 3800718 1 54 gi|219846362|ref|NR_025953.1 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
407866 Bacteria_16S 3816097 3816056 1 42 gi|219846352|ref|NR_025943.1 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 381690 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halot 
Halothiobacillus. 

407866 Bacteria_16S 3967479 3967426 1 54 gi| 219846247 |ref|NR_025837.1 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
407866 Bacteria_16S 3995265 3995172 1 94 gi|219846228|ref|NR_025818.1 


strain SW-161 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Firmicutes; 


mal RNA, partial sequence 
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34 
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2745387 2745354 6 
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3165137 3165096 1 


42 
paraplantarum strain DSM 10667 16S ribosomal RNA, parti 
paraplantarum Bacteria; Firmicutes; Lactobacillales; La 
54 
chacoense strain PR5 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
42 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactob 
34 


Lactobacillales; 
34 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
54 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
42 
n JCM 1039 16S ribosomal RNA, partial 
Lactobacillales; 
39 
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34 
ATCC 19193 16S ribosomal RNA, partial 
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42 
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42 
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42 
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gi 
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ac 
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Oceanosp 


acillace 
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ref|NR_025273.1 
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; Lactobacillus. 
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ria Bacteria 
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Lactobacillus 

8 Lactobacillus 

Ss. 

Lactobacillus 
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9 Methylophaga 
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omycineae; 


Sinorhizobium saheli 
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ifer group; 


Halothiobacillus 
4 Halothiobacillus 
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Mesorhizobium ciceri 
ciceri Bacteria; 
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Halothiobacillus 

3 Halothiobacillus 
hiobacillaceae; 
Mesorhizobium loti 
loti Bacteria; 
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Erythrobacter gaetbuli 


3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 


407866 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; 


Schlegelella. 


407866 Bacteria_16S 
n JC2044 16S ribosomal RNA, partial se 
Gammaproteobacter 


ganghwensis strai 
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407866 Bacteria_16S 
strain G2 16S rib 


Firmicutes; Bacil 


407866 Bacteria_16S 
strain 136 16S ri 


B 


4037645 4037604 1 42 gi 
16S ribosomal RNA, partial sequence 


4189738 4189697 1 42 


gi 


s Bacteria; Proteobacteria; 


4195809 4195768 1 42 


gi 
ria; Proteobacteria; 
4197309 4197244 6 
osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 
120459 120431 5 33 
bosomal RNA, partial sequence 


DL gi 


gi 


etaproteobacteria; Burkholderiales; Th 
407866 Bacteria_16S 
thermodepolymeran 
thermodepolymeran 


s strain K14 16S ribosomal RNA, partia 
Betaproteo 


219846198 
40370 
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1 sequence 
bacteria; 
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quence 

ia; Oceano 
219846077 


4196627 41980 


265678982 


119823 12132 


ref 


ref 


rs 


Burk 


ref 


i 


spir 
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01 4038390 Thiomo 


189049 419056 


195136 419657 


08 Anoxybacillus 


NR_025788.1 


NR_025673.1 
holderiales; 
NR_025668.1 
illales; Hah 


NR_025667.1 


NR_029290.1 


Thiomonas intermedia 
nas intermedia Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Anoxybacillus gonensis 
gonensis Bacteria; 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
407866 Bacteria_16S 137164 137136 5 33 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

407866 Bacteria_16S 138723 138695 5 33 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
407866 Bacteria_16S 140252 140224 5 33 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
407866 Bacteria_16S 144769 144741 5 33 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

407866 Bacteria_16S 397251 397223 5 33 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

407866 Bacteria_16S 489607 489579 5 33 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

407866 Bacteria_16S 509598 509570 5 33 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

407866 Bacteria_16S 668882 668854 5 33 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
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NR_028011.1 
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NR_027525.1 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

407866 Bacteria_16S 1746519 1746491 5 33 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

407866 Bacteria_16S 1805571 1805543 5 33 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

407866 Bacteria_16S 1807109 1807081 5 33 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 


strain DSM 46000 


16S ribosomal RNA, partial sequence 1806449 18079 


32 Oerskovia jenensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
407866 Bacteria_16S 1848420 1848392 5 33 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

407866 Bacteria_16S 1980561 1980533 5 33 gi|219878208|ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

407866 Bacteria_16S 2032343 2032275 1 69 gi|219878174|ref|NR_025313.1] Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 


Al 
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24647 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
407866 Bacteria_16S 2465493 2465417 1 77 gi 
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407866 Bacteria_16S 2519798 25197705 33 gi| 219857364 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 25206 
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407866 Bacteria_16S 2933695 2933639 1 57 gi 
jannaschii strain IFO 15466 16S ribosomal RNA, partial 

jannaschii Bacteria; Proteobacteria; Gammaproteobacteri 
Marinobacterium. 
407866 Bacteria_16S 3166646 3166614 1 33 gi 
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Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Actinomadura. 
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denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 348091 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
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407866 Bacteria_16S 3733400 3733372 5 33 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

407866 Bacteria_16S 3837249 3837206 1 44 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

407866 Bacteria_16S 4069241 4069209 1 33 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

407866 Bacteria_16S 4079923 4079891 1 33 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

407866 Bacteria_16S 4135864 4135832 1 33 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
407866 Bacteria_16S 4138994 4138962 1 33 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
407866 Bacteria_16S 4140561 4140529 1 33 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
407866 Bacteria_16S 4142126 4142094 1 33 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

407866 Bacteria_16S 4145257 4145225 1 33 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
407866 Bacteria_16S 4148388 4148356 1 33 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

407866 Bacteria_16S 4149954 4149922 1 33 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

407866 Bacteria_16S 4151509 4151477 1 33 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

407866 Bacteria_16S 4154503 4154471 1 33 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

407866 Bacteria_16S 4156068 4156036 1 33 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

407866 Bacteria_16S 4157633 4157601 1 33 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
407866 Bacteria_16S 4159200 4159168 1 33 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

407866 Bacteria_16S 4160765 4160733 1 33 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
407866 Bacteria_16S 23354 23323 1 32 gi| 265679048 |ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

407866 Bacteria_16S 41484 41389 1 96 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

407866 Bacteria_16S 59759 59728 1 32 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

407866 Bacteria_16S 61307 61276 1 32 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

407866 Bacteria_16S 67314 67271 L 44 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

407866 Bacteria_16S 83764 83733 1 32 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
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407866 Bacteria_16S 737070 737039 1 32 gi| 265678556 |ref|NR_028860.1| Entomoplasma lucivorax 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

407866 Bacteria_16S 801996 801965 1 32 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

407866 Bacteria_16S 803555 803524 1 32 gi|265678510|ref|NR_028813.1| Mycoplasma canis 
strain PG14 16S ribosomal RNA, partial sequence 802889 804333 Mycoplasma canis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

407866 Bacteria_16S 812730 812691 1 39 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
407866 Bacteria_16S 862852 862809 1 44 gi|265678470|ref|NR_028773.1| Bulleidia extructa 
strain W1219 16S ribosomal RNA, partial sequence 862181 863659 Bulleidia extructa Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 

407866 Bacteria_16S 867424 867393 1 32 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

407866 Bacteria_16S 899143 899112 1 32 gi| 265678445 |ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

407866 Bacteria_16S 908337 908294 1 44 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

407866 Bacteria_16S 922392 922349 1 44 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

407866 Bacteria_16S 923962 923919 1 44 gi|265678429|ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
407866 Bacteria_16S 925506 925463 1 44 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

407866 Bacteria_16S 982314 982283 1 32 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 


strain BARC318 16 
Tenericutes; Moll 


407866 Bacteria_16S 
kuenenii strain J 
Proteob 
407866 Bacteria_16S 


Bacteria; 


chilensis strain 
Bacteria; 


strain ATCC 33433 
Proteobacteria; 


strain 1480D 16S 
Firmicutes; Bacil 


407866 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


407866 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


407866 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
407866 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 


strain Y 16S ribo 


Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo 
407866 Bacteria_16S 1097780 1097745 5 39 gi| 265678311 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycetaceae; Streptomyces. 

407866 Bacteria_16S 1105362 11053311 32 gi| 265678305 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 11046 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidace 
407866 Bacteria_16S 1126583 1126488 1 96 gi| 253680772 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


Proteob 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 


S ribosomal RNA, 
icutes; Entomoplasmatales; Entomoplasm 
997976 997945 1 32 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
999488 999457 1 32 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1004004 1003933 1 72 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1007046 1006983 1 67 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1060311 1060280 1 32 gi 
rain Tl 16S ribosomal RNA, partial seq 


complete sequence 981620 98314 


1006359 10077 


cteria; Deinococcus-Thermus; Deinococci; Thermal 
1063387 1063356 1 32 gi| 265678335 

n TA-67 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclobacillaceae 
1078149 1078106 1 44 gi| 265678324 
4 16S ribosomal RNA, partial sequence 10775 
Sphingomonadales; Sphingomon 
1084124 1084081 1 44 gi| 265678320 


ataceae; E 
265678379 
ce 99729 
hales; Pis 
265678378 
ce 99880 
hales; Pis 
265678375 

10033 
Enterobac 
265678373 


265678337 
uence 


16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


1 Entomoplasma 
ntomoplasma. 

ref|NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluy 
ref|NR_028675.1 


ref |NR_028639.1 
1059624 106111 
es; Thermaceae; 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028613.1 

1097121 109859 
cetales; Strepto: 


ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides 


ref|NR_028020.1 


Vv 


freundtii Bacteria; 


Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Kluyvera ascorbata 

ra ascorbata Bacteria; 
era. 

Bacillus mucilaginosus 


, 


v 


63 Bacillus mucilaginosus Bacteria; 


Marinithermus 

6 Marinithermus 
Marinithermus. 
Alicyclobacillus 

1 Alicyclobacillus 

us. 

Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingobium amiense 
acteria; Proteobacteria; 


Streptomyces 
9 Streptomyces 
mycineae; 


Bacteroides 
oides acidifaciens 


Syntrophobacter 


1125986 1127376 Syntrophobacter wolinii 


Syntrophobacterales; 


Syntrophobact 


eraceae; 
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strain AAFu3 16S 
Deferribacteres; 


407866 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; 


407866 Bacteria_16S 
DSM 15641 16S rib 
Bacteria; Actinobacteria; 


Cryptobacterium. 


407866 Bacteria_16S 
DSM 15272 16S rib 
Bacteria; Actinob 


Aeromicrobium. 


407866 Bacteria_16S 
strain PYAN-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
407866 Bacteria_16S 
ATCC 43183 16S ribosomal RNA, partial 
Bacteroidetes; 


Bacteria; 


407866 Bacteria_16S 
juglandis str 
juglandis Bacteria; 


pv. 
pv. 
Xanthomonas. 


407866 Bacteria_16S 
strain E58 16S ribosomal RNA, 


Deferribacteres; 
1208375 1208348 5 

osomal RNA, partial sequence 
Coriobacteridae; 


Deferribacterales; 


1149332 1149301 1 
ribosomal RNA, partial sequence 


1196250 1196219 1 
2809 16S ribosomal RNA, partial sequence 
Deferribacterales; 


1280470 1280443 5 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


1281935 1281904 1 


Entomoplasmatales; 
1295682 1295651 1 


Bacteroidia; 
1312221 13121901 
ain LMG 747 16S ribosomal RNA, partial 
Proteobacteria; 


1367086 1367055 1 
complete sequence 


32 gi 


32 gi 


32 gi 


32 gi 


32 gi 


32 
sequence 
Bacteroidales; 
32 


gi 


gi 


32 gi 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


407866 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


407866 Bacteria_16S 
strain S-3 16S ri 


profundus strain 
Bacteria; 


Firmicutes; 


litoralis strain 


litoralis Bacteri 
407866 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


407866 Bacteria_16S 


1392706 1392675 1 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1413713 1413670 1 
bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
407866 Bacteria_16S 1436816 1436785 1 
506 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
407866 Bacteria_16S 
51271 16S ribosomal RNA, 
Clost 
407866 Bacteria_16S 


Deinococci; 
1498935 1498904 1 

complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1633658 16336151 
DSM 15406 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 
1769211 1769180 1 
bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nautiliaceae; 
1904687 1904654 1 


32 gi 


44 gi 
Sphingomonadales; 
32 gi 


Thermales; 
32 gi 


44 gi 


32 gi 


34 gi 


limnaeus strain A26 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


407866 Bacteria_16S 


strain EDIV 16S r 


strain Cm al3 16S 
Proteobacteria; D 


407866 Bacteria_16S 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


407866 Bacteria_16S 


strain ATCC 15260 


broegbernensis st 


xylanilyticus str 
xylanilyticus Bac 


407866 Bacteria_16S 


teria; Firmicutes; 


1982136 1982041 1 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
1985305 1985210 1 
Cm al4 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


2015995 2015952 1 
16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
407866 Bacteria_16S 2041608 2041577 1 
rain B1616/1 16S ribosomal RNA, partial 
broegbernensis Bacteria; 
Pseudoxanthomonas. 


407866 Bacteria_16S 


Proteobacteria; 


2070844 2070813 1 
ain XE 16S ribosomal RNA, 


2087726 2087695 1 


acteria; Gammaproteobacteria; Chromatiales; 
1956193 1956150 1 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
407866 Bacteria_16S 


44 gi 


Sphingomonadales; 
96 gi 


96 gi| 219878205 

Myxococ 

44 gi|219878185 

20153 

Sphingomonadales; Sphingomon 

32 gi|219878167 

sequence 

Gammaproteobacteria; Xan 

32 gi| 219878143 
complete sequence 

Bacillales; Paenibacillaceae; 

32 gi| 219878131 


1148654 11501 
Deferribacteraceae; 


Deferribacter 
1207714 12091 


Coriobacteriales; 


1279854 12812 


1281261 12827 
Entomoplasmataceae; 


1295007 12963 


Bacteroidace 


Gammaproteobacteria; 


1366379 13679 


1392046 13934 


1413085 14145 


Thermaceae; 


1498269 1499735 Caton 


1768558 17700 


1955571 19570 


1981436 19829 
Sorangiineae; 


253680757 
Geovibrio 
228715574 
11955 
228715352 
Cori 
219846091 
Prop 
219846087 
E 


224581415 


228721465 
sequence 
Xant 


228718799 


228716184 


224581449 
Sphingomon 

224581430 
14361 
219846656 


Catonella 
219878454 


Aeromona 
219878358 
219878260 
19040 


219878224 


Sphingomon 
219878207 


Chromatiaceae; 


ref|NR_028005.1| Geovibrio thiophilus 
27 Geovibrio thiophilus Bacteria; 
ref|NR_027535.1| Denitrovibrio 

65 1197080 Denitrovibrio acetiphilus DSM 
aceae; Denitrovibrio. 

ref|NR_027524.1| Cryptobacterium curtum 
42 Cryptobacterium curtum DSM 15641 
obacterineae; Coriobacteriaceae; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


ref|NR_025681.1 
10 Aeromicrobium 
ionibacterineae; 


Entomoplasma somnilux 
somnilux Bacteria; 


ref|NR_025677.1 
49 Entomoplasma 


ntomoplasma. 

ref|NR_027196.1| Bacteroides stercoris 

48 Bacteroides stercoris ATCC 43183 

ae; Bacteroides. 

ref|NR_027606.1| Xanthomonas arboricola 
1311542 1313043 Xanthomonas arboricola 

homonadales; Xanthomonadaceae; 

ref|NR_027576.1| Chlamydophila pecorum 

26 Chlamydophila pecorum E58 Bacteria; 

ref|NR_027548.1| Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_027233.1| Sphingobium cloacae 
01 Sphingobium cloacae Bacteria; 
adaceae; Sphingobium. 

ref|NR_027212.1| Oceanithermus 

36 1437633 Oceanithermus profundus 
Oceanithermus. 


ref|NR_026248.1| Catonella morbi ATCC 
ella morbi ATCC 51271 Bacteria; 
ref|NR_025593.1| Oceanisphaera 


1632974 1634479 Oceanisphaera 
dales; Aeromonadaceae; Oceanisphaera. 
ref|NR_025497.1| Nautilia lithotrophica 
21 Nautilia lithotrophica Bacteria; 
Nautilia. 
ref |NR_025399.1| Thioalkalicoccus 
81 1905405 Thioalkalicoccus limnaeus 
Thioalkalicoccus. 
ref |NR_025363.1| Sphingomonas pituitosa 
16 Sphingomonas pituitosa Bacteria; 
adaceae; Sphingomonas. 
ref|NR_025346.1| Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025344.1] Chondromyces 

1984609 1986142 Chondromyces 
cales; Sorangiineae; Polyangiaceae; 


ref|NR_025324.1| Caulobacter leidyia 
75 2016816 Caulobacter leidyia Bacteria; 
adaceae. 
ref|NR_025306.1| Pseudoxanthomonas 
2040918 2042439 Pseudoxanthomonas 
thomonadales; Xanthomonadaceae; 


Thermobacillus 
8 Thermobacillus 


ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025270.1| Desulfurobacterium 


thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 


thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 


2087053 2088498 Desulfurobacterium 
Desulfurobacterium. 
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Soel 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
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2089185 2089154 1 


Xanthomonadales; 
2113452 2113357 1 


32 


2088549 2089942 Nevskia ramosa Bacteria; 
Sinobacteraceae; 


96 


gi|219878130 
Nevskia. 


gi| 219857659 


pentaromativorans strain US6-1 16S ribosomal RNA, partial 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; 
Novosphingobium. 

407866 Bacteria_16S 2118062 2118019 1 44 gi| 219857656 
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407866 Bacteria_16S 
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taiwanensis strain CB-22 
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Pseudoxanthomonas. 
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ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 


ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 


2151340 2151297 1 


2184627 2184596 1 


Proteobacteria; 


2199851 2199820 1 


partial sequence 
Sphingomonadales; 


44 


partial sequence 
Sphingomonadales; 


32 


32 


strain MX9 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


407866 Bacteria_16S 


2204382 22043511 


32 


strain 486 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


407866 Bacteria_16S 


2205881 2205850 1 


32 


2117441 21188 


gi| 219857634 
2150729 21521 


gi|219857609 


6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi| 219857599 
2199190 22006 


gi| 219857596 
2203720 22051 


gi|219857595 


gallopavonis strain WR1 16S ribosomal RNA, partial sequence 22052 


Bacteria; 
407866 Bacteria_16S 


2208907 2208876 1 


32 


strain H831 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


407866 Bacteria_16S 
strain BbT2g 16S 


407866 Bacteria_16S 


2214934 2214903 1 


2216432 22164011 


32 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


32 


strain 1340 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


407866 Bacteria_16S 


2268420 2268377 1 


44 


strain Pl 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


407866 Bacteria_16S 


2280620 2280589 1 


32 


strain 852 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


407866 Bacteria_16S 


2318282 23182511 


32 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi| 219857593 
2208244 22096 


gi|219857589 
2214274 22157 


gi|219857588 
2215772 22172 


gi|219857554 
2267708 22692 


gi] 219857546 
2279959 22814 


gi| 219857517 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 


Bacteria; 
407866 Bacteria_16S 
strain HRC292 16S 


407866 Bacteria_16S 
strain MH5408 16S 


407866 Bacteria_16S 


2369788 2369757 1 


2371299 2371268 1 


2372808 2372777 1 


32 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


32 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


32 


strain PG15 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


407866 Bacteria_16S 


2374314 2374283 1 


32 


strain R171 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


407866 Bacteria_16S 


2378846 2378815 1 


32 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


gi|219857480 
2369126 23705 


gi] 219857479 
2370638 23720 


gi|219857478 
2372144 23736 


gi|219857477 
2373653 23751 


gi|219857474 


columbinasale strain 694 16S ribosomal RNA, partial sequence 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae 


407866 Bacteria_16S 


2380352 23803211 


32 


strain G122 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


407866 Bacteria_16S 
strain Loup-1 16S 
Bacteroidetes; 
407866 Bacteria_16S 
strain JSS-26 16S 


407866 Bacteria_16S 


Bacteroidia; 


2394092 2394061 1 


2459377 24593341 


2460868 2460825 1 


32 


ribosomal RNA, partial sequence 


Bacteroidales; Porphyromonadaceae; 


44 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


44 


strain JSS-7 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


gi| 219857473 
2379691 23811 


gi| 219857464 
2393419 23948 
Po 
gi| 219857410 
2458757 24601 
Sphingomon 
219857409 


gi 


sequence 2112812 211429 


Erythrobacteraceae; 


Erythrobacteraceae; 


Xanthomonadales; 


ref |NR_025269.1 


ref |NR_025248.1 


Sphingomonadales 


ref|NR_025245.1 
82 Erythrobacter 


ref |NR_025223.1 


ref|NR_025198.1 
2183928 218546 


ref|NR_025187.1 


ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025181.1 


ref|NR_025177.1 


ref|NR_025176.1 


ref|NR_025142.1 


Desul 


ref|NR_025134.1 


ref|NR_025105.1 
82 2319121 Pseudo 


ref|NR_025068.1 


ref|NR_025067.1 


ref|NR_025066.1 


ref|NR_025065.1 


NR_025062.1 

2378183 237964 
; Mycoplasma. 
NR_025061.1 


ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 
ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024997.1 


Nevskia ramosa strain 
Proteobacteria; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 


Erythrobacter. 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 
Porphyrobacter. 


Pseudoxanthomonas 
6 Pseudoxanthomonas 


Xanthomonadaceae; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Porphyromonas gulae 
gulae Bacteria; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


2460248 2461689 Sphingomonas aquatilis Bacteria; 


Sphingomon 


adaceae; 


Sphingomonas. 


407866 Bacteria_16S 2527348 2527305 1 44 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

407866 Bacteria_16S 2615747 2615704 1 44 gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 
strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae Sedis; Fusibacter. 

407866 Bacteria_16S 2658362 2658335 5 32 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

407866 Bacteria_16S 2676361 2676330 1 32 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
strain Pd55 16S ribosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

407866 Bacteria_16S 2689861 2689830 1 32 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

407866 Bacteria_16S 2701846 2701815 1 32 gi| 219857187 |ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

407866 Bacteria_16S 2703374 2703343 1 32 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

407866 Bacteria_16S 2729042 2729011 1 32 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

407866 Bacteria_16S 2757254 2757223 1 32 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

407866 Bacteria_16S 2779891 2779848 1 44 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

407866 Bacteria_16S 2781358 2781315 1 44 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

407866 Bacteria_16S 2787487 2787456 1 32 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

407866 Bacteria_16S 2857250 2857219 1 32 gi|219856886|ref|NR_024705.1| Pseudomonas cissicola 
strain ATCC 33616 16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

407866 Bacteria_16S 2864910 2864867 1 44 gi| 219856881 |ref|NR_024700.1| Sphingomonas 
echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 2864276 2865738 Sphingomonas 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

407866 Bacteria_16S 2885196 2885153 1 44 gi|219856866|ref|NR_024685.1| Sphingomonas 
oligophenolica 16S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

407866 Bacteria_16S 2904824 2904793 1 32 gi|219856853|ref|NR_024672.1| Thermaerobacter 


marianensis strai 
marianensis Bacte 


Thermaerobacter. 


407866 Bacteria_16S 
japonensis strain 
Proteob 
407866 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
407866 Bacteria_16S 
tapeticola strain 
tapeticola Bacter 
407866 Bacteria_16S 


Bacteria; 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


407866 Bacteria_16S 


strain N2 16S rib 


407866 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


ue 
al 


n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


2923294 2923263 1 32 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2982222 29821911 32 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3008126 3008095 1 32 gi 
CCC Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3056731 3056700 1 32 gi 
train 0554 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


ne 
na 


ue 
ac 


ar 
lo 


se 
ct 


3107719 3107676 1 44 
osomal RNA, complete sequence 


gi 


ho 


219856841 


219846935 


219846918 


219846884 


219846850 
3107102 31085 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


2904128 290561 
tridiales Family 


nce 
es; Clos 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026510.1 
uence 300750 
a. 
ref|NR_026476.1 

3056079 305754 
romonadales; Suc 


e 29226 
dales; X 


nce 
eae; Chl 
tial seq 
spirulin 


quence 
eria; Ae 


ref|NR_026442.1 


dobacteraceae; Rhodovulu 


3145292 31452611 32 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 


gi 


Prevotellaceae 


219846825 
3144616 3146069 Prevotella pallens Bacteria; 


ref 


5 Thermaerobacter 
XVII. Incertae Sedis; 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Chlamydophila 

5 Chlamydophila 


Halospirulina 
4 3008891 Halospirulina 


Succinivibrio 
1 Succinivibrio 


cinivibrionaceae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


m. 


NR_026417.1 


Prevotella. 


v 


Prevotella pallens 


407866 Bacteria_16S 


strain LMG 471 16S ribos 
Proteobacteria; Gammaproteobacteria; 


407866 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


407866 Bacteria_16S 


strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 


407866 Bacteria 16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


407866 Bacteria 16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


407866 Bacteria 16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


407866 Bacteria_16S 


strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 


407866 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


407866 Bacteria_16S 
strain IFO 10550 


407866 Bacteria_16S 
strain IFO 15498 


407866 Bacteria_16S 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 


407866 Bacteria_16S 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


407866 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


407866 Bacteria_16S 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


albilineans Bacteria; 
Xanthomonas. 
407866 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; 


407866 Bacteria_16S 
strain ATCC 43185 
Bacteroidetes; 
407866 Bacteria_16S 


3312176 3312133 1 44 gi|219846712 

strain BN6 16S ribosomal RNA, partial sequence 3311548 33129 
Sphingomonadales; Sphingomon 

3392867 3392836 1 32 gi| 219846650 

16S ribosomal RNA, partial sequence 33921 

Bacteroidia; Bacteroidales; Bacteroidaceae; Bacter 

3446574 3446543 1 32 gi|219846612 


strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 
Clostridiaceae; 


Firmicutes; 
407866 Bacteria_16S 


Proteobacteria; 


Clostridia; 


3181815 3181784 1 


3183367 3183336 1 


3184919 3184888 1 


3186471 3186440 1 


3191127 3191096 1 


3192679 3192648 1 


3194229 3194198 1 


3195781 3195750 1 


3209190 3209147 1 


3210682 3210639 1 


3262038 3261995 1 


3289321 32892901 


3290846 3290815 1 


3295500 3295469 1 


Clostridiales; 
3573026 3572995 1 


32 


omal RNA, partial sequence 


32 


somal RNA, partial sequence 3182688 31841 


32 


omal RNA, partial sequence 


32 


omal RNA, partial sequence 


32 


omal RNA, partial sequence 


32 


omal RNA, partial sequence 


32 


somal RNA, partial sequence 3193552 31950 


32 


44 


16S ribosomal RNA, partial sequence 3208570 32100 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


44 


16S ribosomal RNA, partial sequence 3210062 32115 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


44 


Sphingomonadales; 


32 


32 


32 


32 


strain B422 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Bacteroidia; 


Bacteroidales; 


407866 Bacteria_16S 
strain ATCC 35799 


Mycobacterium. 
407866 Bacteria_16S 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3625916 3625882 5 


3630657 3630562 1 


39 


complete sequence 


96 


strain Dfr2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacte 


407866 Bacteria_16S 


3687026 3686995 1 


32 


strain GIH 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


407866 Bacteria_16S 


3688543 3688512 1 


32 


strain VIS 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


407866 Bacteria_16S 


3691570 3691539 1 


32 


strain G145 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi| 219846800 
3181138 31826 


Xanthomonadales; Xanthomonadaceae; 


gi|219846799 


Xanthomonadales; Xanthomonadaceae; 


gi|219846798 
3184240 31857 


Xanthomonadales; Xanthomonadaceae; 


gi|219846797 
3185792 31872 


Xanthomonadales; Xanthomonadaceae; 


gi|219846794 
3190448 31919 


Xanthomonadales; Xanthomonadaceae; 


gi|219846793 
3192000 31935 


Xanthomonadales; Xanthomonadaceae; 


gi| 219846792 


Xanthomonadales; Xanthomonadaceae; 


gi|219846791 
3195102 31966 


gi| 219846782 
Sphingomon 
gi|219846781 
Sphingomon 
gi|219846746 
Sphingomon 


gi|219846728 


gi|219846727 


gi| 219846724 


gi| 219846527 
3572354 35738 


219846488 
36252 


gi 


gi|219846485 
3629961 36314 


gi|219846446 
3686364 36878 


gi|219846445 
3687881 36893 


gi] 219846443 


Xanthomonadales; 


Corynebacterineae; M 


ref|NR_026392.1 


ref|NR_026391.1 


ref|NR_026390.1 


ref |NR_026389.1 


ref |NR_026386.1 


ref|NR_026385.1 


ref|NR_026384.1 


ref|NR_026383.1 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; 
ref |NR_026373.1 


adaceae; Sphingo: 
ref |NR_026338.1 


adaceae; Sphingo: 
ref |NR_026320.1 


aceae; Xanthomon 
ref|NR_026319.1 


aceae; Xanthomon 
ref|NR_026316.1 

3294823 329632 
Xanth 
ref |NR_026304.1 
adaceae; Sphingo 
ref|NR_026242.1 
91 3393612 Bacter 
oides. 
ref|NR_026204.1 


ref|NR_026119.1 


ref|NR_026080.1 
68 3626729 Mycoba 


ref|NR_026077.1 


raceae; Geobacte 
ref|NR_026037.1 


ref|NR_026036.1 


ref 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Sphingomonas mali 


mali Bacteria; 
Sphingomonas. 


Sphingomonas pruni 


03 Sphingomonas pruni Bacteria; 


monas. 
Sphingomonas trueperi 


78 Sphingomonas trueperi Bacteria; 


monas. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Bacteroides caccae 
oides caccae Bacteria; 


Clostridium viride 


86 Clostridium viride Bacteria; 
Clostridium. 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 
Prevotellaceae; Prevotella. 


Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


Ts 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


NR_026034.1 


Mycoplasma adleri 


3690909 3692364 Mycoplasma adleri Bacteria; 


407866 Bacteria_16S 


strain CKK 16S ribosomal RNA, 


Tenericutes; Moll 
407866 Bacteria_16S 
verrucosospora st 


3715588 3715557 1 
complete 


3724658 37246315 


32 
sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


32 


rain A-184 16S ribosomal RNA, partial 


gi| 219846426 
3714904 37163 


219846418 
sequence 


gi 


ref 


ref 
3 


NR_026017.1 


NR_026009.1 
724040 37254 


5 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Actinomadura 
0 Actinomadura 


verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

407866 Bacteria_16S 3730481 3730454 5 32 gi|219846414|ref|NR_026005.1] Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 

407866 Bacteria_16S 3755645 3755614 1 32 gi|219846395|ref|NR_025986.1| Mycoplasma bovirhinis 


strain PG43 16S r 
Tenericutes; Moll 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3754983 37564 


34 Mycoplasma bovirhinis Bacteria; 


407866 Bacteria_16S 3775124 3775093 1 32 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

407866 Bacteria_16S 3782805 3782774 1 32 gi|219846375|ref|NR_025966.1| Mycoplasma 
leopharyngis strain LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycoplasma leopharyngis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

407866 Bacteria_16S 3784288 3784257 1 32 gi|219846374|ref|NR_025965.1| Mycoplasma 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycoplasma leonicaptivi 


Bacteria; Teneric 
407866 Bacteria_16S 


3785759 3785728 1 


utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


32 


strain LX 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
407866 Bacteria_16S 
strain ATCC 27255 
Firmicutes; Clost 
407866 Bacteria_16S 
strain 17529 16S 
Tenericutes; Moll 
407866 Bacteria_16S 
strain BV1 16S ri 
Tenericutes; Moll 
407866 Bacteria_16S 


donghaensis strain SW-132 16S ribosomal RNA, partial sequ 
ria; Proteobacteria; Alphaproteobacter 


donghaensis Bacte 
Porphyrobacter. 
407866 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 
407866 Bacteria_16S 


lipolyticum strain M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 


Bacteria; Proteob 
407866 Bacteria_16S 
aquimaris strain 
Bacteria; Proteob 
407866 Bacteria_16S 
vulcanalis strain 
Bacteria; 
407866 Bacteria_16S 
strain SGT-108 16 
Proteobacteria; 
407866 Bacteria_16S 


strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 40 
Thermoanaerobacterales; 


Firmicutes; 
Mahella. 


Clostridia; 


3832809 3832778 1 
Clostridiales; 
3856959 3856928 1 


3884598 3884567 1 


3998250 3998207 1 


4001172 40011291 


4002723 4002628 1 


4036127 4036084 1 


4048238 4048207 1 


icutes; Mycoplasmataceae; Mycoplasma. 


32 


16S ribosomal RNA, partial sequence 


ridia; Ruminococcaceae; 


32 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


32 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


44 


44 


SW-151 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Alphaproteobacteri 


96 


44 


SW-110 16S ribosomal RNA, partial sequence 40 
acteria; Alphaproteobacteria; 


32 


CsHg2 16S ribosomal RNA, partial sequence 40 


Sphingomon 


Thermoanaerobacte 


gi|219846373 
3785096 37865 


ref 


NR_025964.1 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
3832173 3833552 Ruminococcus bromii Bacteria; 
Ruminococcus. 
gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 


3856288 38577 


gi| 219846306 
3883911 38853 


219846226 
ence 
ia; Sphing 


gi 


gi| 219846224 


a; 


219846223 
nce 40020 
les; Vibri 
219846199 
355 
adales; 

219846188 
475 


gi 


gi 


gi 


776 


ref 


ref 


ref 


ref 


rale 


3997630 39 
omon 


4000552 40 
Sphingomonadales; 


46 4003543 Photob 
onac 


07 4036950 Eryth 
Erythrobacterac 


66 4049023 Alicyc 


NR_025896.1 


NR_025816.1 
9906 
adales; 


NR_025814.1 
0199 


Sphin 


NR_025813.1 


eae; Photob 
NR_025789.1 
r 
e 
NR_025778.1 


s Family IV. 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Porphyrobacter 
9 Porphyrobacter 


Erythrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Photobacterium 
acterium lipolyticum 


acterium. 


Erythrobacter 
obacter aquimaris 

ae; Erythrobacter. 
Alicyclobacillus 
lobacillus vulcanalis 


Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
4067701 4067670 1 32 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
4076759 4076728 1 32 gi|219846168|ref|NR_025758.1| Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


407866 Bacteria_16S 4119080 4119049 1 32 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

407866 Bacteria_16S 4146824 4146781 1 44 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
407866 Bacteria_16S 4185132 4185101 1 32 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

407866 Bacteria_16S 4192809 4192778 1 32 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

407866 Bacteria_16S 9597 9575 1 23 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


407866 Bacteria_ 


Sulfitobacter. 
407866 Bacteria_ 


strain Ekho Lake-162 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


407866 Bacteria_ 


antarctica strain 


Bacteria; 


407866 Bacteria_ 


strain Z-7937 16S 


Firmicutes; 
407866 Bacteria_ 


strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


407866 Bacteria_ 
espejiana strain 
Bacteria; 


407866 Bacteria_ 


strain FF3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


407866 Bacteria_ 


1721-77 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


407866 Bacteria_ 


Rhodobacter. 
407866 Bacteria_ 


strain Benl04 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
407866 Bacteria_16S 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Amaricoccus. 


407866 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


407866 Bacteria_16S 

actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 
Aggregatibacter actinomycetemcomitans Bacteria; 

Pasteurellales; Pasteurellaceae; Aggregatibacter. 


Clostridia; 


16S 36994 36952 1 43 gi 


16S 38397 38355 1 43 gi 


16S 82174 82152 1 23 gi 


16S 128066 128044 1 23 gi 
261 16S ribosomal RNA, partial sequence 


16S 146264 146222 1 43 gi 


16S 167748 167726 1 23 gi 


16S 233366 233324 1 43 gi 


16S 251941 251899 1 43 


ribosomal RNA, partial sequence 


gi 


253416 253374 1 43 gi 


259394 259352 1 43 gi 


292719 292689 1 31 gi 


265679039 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; 


265679038 


hodobacteraceae; 
265679009 
NF3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


16S 91204 91170 1 35 gi|265679002|ref|NR_029310.1 
ribosomal RNA, partial sequence 90540 92000 
Halanaerobiales; Halobacteroidaceae; Natroniella. 
16S 126597 126563 5 39 gi| 265678978 |ref|NR_029286.1 


265678965 
145646 14699 
hodobacteraceae; 
265678951 
167046 168502 Vibrio mimicus Bacteria; 


265678907 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; 


265678894 
251300 25272 
hodobacteraceae; 
265678893 


265678889 
strain ITI-1157 16S ribosomal RNA, partial sequence 258782 
Bacteria; Proteobacteria; Alphaproteobacteria; 


265678865 
RNA, partial 
Proteobacteria; Gammaproteobacteria; 


ref |NR_029347.1 
37736 


Rhodobacterales; 


ref |NR_029346.1 
37787 39128 
ref |NR_029317.1 


81499 83011 


Sulfitobacter 
Sulfitobacter 


Rhodobacteraceae; 


Sulfitobacter brevis 


Sulfitobacter brevis Bacteria; 
Sulfitobacter. 


Pseudoalteromonas 


Pseudoalteromonas antarctica 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


Actinomyces meyeri 


125918 127358 Actinomyces meyeri Bacteria; 


ref |NR_029285.1 


nomycineae; Actinomycetaceae; Actinomyces. 


265678977 


Pseudoalteromonas 


127409 128819 Pseudoalteromonas espejiana 


ref |NR_029273.1 


ref |NR_029259.1 


ref |NR_029215.1 

232719 234184 
Rhodobacterales; 
ref|NR_029202.1 
Amaricocc 
ref|NR_029201.1 

252777 254201 
Rhodobacterales; 


ref|NR_029197.1 


Rhodobacterales; 


ref|NR_029171.1 


sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


Marinovum algicola 


3 Marinovum algicola Bacteria; 
Marinovum. 


Vibrio mimicus strain 
Proteobacteria; 


Rhodobacter 
Rhodobacter 


Rhodobacteraceae; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 


Rhodobacteraceae; 


Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


Aggregatibacter 
292013 293496 


407866 Bacteria_16S 350548 350506 1 43 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

407866 Bacteria_16S 357809 357767 1 43 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

407866 Bacteria_16S 378903 378861 1 43 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

407866 Bacteria_16S 400374 400344 1 31 gi| 265678788 |ref|NR_029093.1| Photorhabdus 


asymbiotica subsp. 


strain TF-27 16S 
Proteobacteria; 


407866 Bacteria_16S 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
407866 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Enterobacteriaceae; Photorhabdus. 
434469 434447 1 23 
ribosomal RNA, partial sequence 


gi 


462043 462009 5 39 gi 


477202 477160 1 43 gi 


australis strain 9802892 16S ribosomal RNA, partial sequence 

Photorhabdus asymbiotica subsp. 
Enterobacteriales; 
407866 Bacteria_16S 265678765 
433793 43528 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


265678743 


ref |NR_029070.1 
Shewanella. 
ref |NR_029048.1 
Nocardioi 
ref 


399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
ionibacterineae; 
265678733 


daceae; Kribbella. 


NR_029038.1 


Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


Paracoccus yeei strain 


476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 


407866 Bacteria _1 


407866 Bacteria _1 
vestfoldensis str 
vestfoldensis Bac 


Loktanella. 


407866 Bacteria_16S 
luminescens subsp 


Enterobacteriales 


407866 Bacteria_16S 


mariniglutinosa s 


mariniglutinosa B 


Pseudoalteromonas 


407866 Bacteria_16S 
helgolandensis st 
helgolandensis Ba 


Jannaschia. 


407866 Bacteria_16S 
oleivorans strain 
Proteob 


Bacteria; 


6S 492706 492672 1 35 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

6S 503504 503462 1 43 gi|265678716|ref|NR_029021.1| Loktanella 

ain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 

teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

517105 517075 1 31 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
- thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 

Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
; Enterobacteriaceae; Photorhabdus. 

547627 547605 1 23 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 
train KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 
acteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

572094 572052 1 43 gi|265678671|ref|NR_028976.1| Jannaschia 
rain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
cteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

578062 578028 1 35 gi| 265678667 |ref|NR_028972.1| Thalassolituus 

MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
acteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

612823 612801 1 23 gi| 265678643 |ref|NR_028948.1| Psychrobacter 


407866 Bacteria_16S 
88/2-7 16S ribosomal RNA, partial sequ 


nivimaris strain 
Bacteria; 


407866 Bacteria_16S 
strain M11 16S ri 
G 
407866 Bacteria_16S 


Proteobacteria; 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


407866 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; 


strain TH-3 16S r 


407866 Bacteria_16S 


strain XINach 16S 
Proteobacteria; 


strain SW-45 16S 
Proteobacteria; 


acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Ps 
628036 628006 1 31 gi| 265678633 |ref|NR_028938.1 
bosomal RNA, partial sequence 627341 62884 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morga 
655305 655283 1 23 gi| 265678613 |ref|NR_028918.1 
ain 116 16S ribosomal RNA, partial sequence 654656 656081 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
710939 710917 1 23 gi| 265678575 |ref|NR_028880.1 
16S ribosomal RNA, partial sequence 710239 711741 Morite 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
715555 715513 1 43 gi|265678571|ref|NR_028876.1 
ibosomal RNA, partial sequence 714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter 
721777 721747 #1 31 gi| 265678567 |ref|NR_028871.1 
ribosomal RNA, partial sequence 721087 722612 Photorhabdus 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photo 
763514 763480 1 35 gi| 265678537 |ref|NR_028841.1 
ribosomal RNA, partial sequence 762839 764334 Marinobacter 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 
791234 791212 1 23 gi| 265678518 |ref|NR_028821.1 


strain Pull 5.3 1 
Proteobacteria; 


phenolica strain 
Bacteria; 
Pseudoalteromonas 


407866 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


407866 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


407866 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


407866 Bacteria_16S 


strain DSS-3 16S 


elyakovii strain 
elyakovii Bacteri 


Pseudoalteromonas. 
407866 Bacteria_16S 


Proteob 


G 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 


G 
407866 Bacteria_16S 
O-BC30 16S ribosomal RNA, partial sequ 


Proteobacteria; Gammaproteobacteria; Alteromo 


809642 809620 1 23 gi 


847766 847724 1 43 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
855088 855054 5 39 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

906844 906810 1 35 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


930018 929976 1 43 
ribosomal RNA, partial sequence 


gi 


937768 937746 1 23 gi 


a; Proteobacteria; Gammaproteobacteria 


956385 956343 1 43 gi 


ence 61213 


6S ribosomal RNA, complete sequence 790537 79204 
ammaproteobacteria; Alteromonadales; P 


sychromona 
265678506 
ence 80896 
nadales; P 


265678481 
nce 84713 
terales; R 
265678475 
equence 

dae; Actin 


265678440 
al sequenc 


eria; Desu 


265678425 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
407866 Bacteria_16S 
KMM 162 16S ribosomal RNA, partial seq 


hodobacter 
265678420 
uence 
Alteromo 


, 


0 613627 Psychr 


3 Psychromonas 
daceae; Psychrom 
ref|NR_028809.1 
8 810417 Pseudo 
seudoalteromonad 


ref|NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 


ref |NR_028742.1 
e 906169 907666 
lfobacterales; D 
ref|NR_028727.1 
aceae; Ruegeria 
ref |NR_028722.1 

937095 938588 
nadales; Pseudoa 


265678408 


salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Pseudaminobacter. 


obacter nivimaris 
ychrobacter. 
Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Psychrobacter 
Psychrobacter 
axellaceae; 


Moritella viscosa 
lla viscosa Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Psychromonas arctica 


arctica Bacteria; 


onas. 
Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Propionibacterium 
Propionibacterium 
ionibacterineae; 


Desulforhopalus 
Desulforhopalus 


esulfobulbaceae; 


Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


ref |NR_028710.1 
955748 957207 


Pseudaminobacter 
Pseudaminobacter 


407866 Bacteria_16S 1005529 1005507 1 23 gi 
peptidolytica strain F12-50-Al 16S ribosomal RNA, parti 
peptidolytica Bacteria; Proteobacteria; Gammaproteobact 
Pseudoalteromonas 
407866 Bacteria_16S 
strain KMM 1406 1 


265678374 
al sequenc 
eria; Alte 
1066388 1066358 1 31 gi| 265678333 
6S ribosomal RNA, partial sequence 1065751 10671 


ref|NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref|NR_028635.1 
52 Rheinheimera 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Rheinheimera pacifica 


pacifica Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

407866 Bacteria_16S 1088799 1088765 1 35 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

407866 Bacteria_16S 1111470 1111448 1 23 gi|265678301|ref|NR_028602.1| Moritella yayanosii 


strain DB21MT-5 1 
Proteobacteria; 


strain JT7304 16S 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromona 
407866 Bacteria_16S 1238563 12385211 43 gi| 219878163 
niigataensis strain DSM7050 16S ribosomal RNA, partial sequence 
niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 
407866 Bacteria_16S 1292586 1292552 1 35 gi| 228716433 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial seque 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacter 
Marinobacter. 

407866 Bacteria_16S 1300030 1299996 5 39 gi| 219846779 


strain LM 161 16S 


G 
407866 Bacteria_16S 


1152315 1152293 1 23 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, complete sequence 


6S ribosomal RNA, partial sequence 1110771 11122 
ammaproteobacteria; Alteromonadales; M 


1151622 11530 


1299363 13008 


oritellace 
253680755 


56 Moritella yayanosii Bacteria; 
ae; Moritella. 
ref |NR_028003.1 
67 Psychromonas kaikoae Bacteria; 
daceae; Psychromonas. 
ref |NR_025302.1| Aminobacter 

1237929 1239394 Aminobacter 
biales; Phyllobacteriaceae; Aminobacter. 
ref|NR_027551.1| Marinobacter 
nce 1291904 1293412 Marinobacter 
ia; Alteromonadales; Alteromonadaceae; 


Psychromonas kaikoae 


ref|NR_026371.1| Kribbella koreensis 
72 Kribbella koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
407866 Bacteria_16S 1336824 1336782 1 43 gi| 228721486 |ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

407866 Bacteria_16S 1342961 1342939 1 23 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 

407866 Bacteria_16S 1352133 1352091 1 43 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 
Och 149 16S ribosomal RNA, partial sequence 1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 

407866 Bacteria_16S 1370204 1370162 1 43 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 


strain HTCC2516 1 
Bacteria; Proteob 


407866 Bacteria_16S 


HEL-45 16S riboso 


acteria; Alphaproteobacteria; Rhodobac 
1379311 1379269 1 43 gi 
mal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


407866 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


407866 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


407866 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


407866 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


407866 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


407866 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


407866 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


407866 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


1391178 1391136 1 43 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1403218 1403196 1 23 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


, 


1430651 1430621 1 31 gi 
ammaproteobacteria; Pasteurellales; Pa 
1444518 1444476 1 43 gi 
rain 5SM22 16S ribosomal RNA, partial 


cteria; Proteobacteria; Alphaproteobac 


1446061 1446039 1 
osomal RNA, partial sequence 


23 gi 


1459442 1459412 1 31 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1462547 1462513 1 35 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1470158 1470136 1 23 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


407866 Bacteria_16S 


strain 8025 16S r 


1512337 1512307 1 31 
ibosomal RNA, partial sequence 


gi 


6S ribosomal RNA, partial sequence 1369567 13709 


1378686 1380064 Ocean 


16S ribosomal RNA, partial sequence 1429972 14314 


14453911 
ammaproteobacteria; Pseudomonadales; Moraxel 


1458766 1 


terales; R 
228717469 


hodobacter 
228716336 
e 13905 
Parvularc 
219857444 

14026 
nadales; P 


224581435 


steurellac 
224581424 
sequence 

teria; Rho 


224581423 
4468 
lace 
224581413 
4602 
Enterobac 
224581411 
ence 14618 
nadales; A 
224581406 
1 sequence 
ria; Pseud 


84 Oceanicola granulosus HTCC2516 
hodobacteraceae; Oceanicola. 
ref|NR_027563.1| Oceanibulbus indolifex 
ibulbus indolifex HEL-45 Bacteria; 
aceae; Oceanibulbus. 

ref|NR_027550.1] Parvularcula 

41 1391995 Parvularcula bermudensis 
ulales; Parvularculaceae; Parvularcula. 
ref|NR_025032.1| Pseudoalteromonas 

05 1403959 Pseudoalteromonas ulvae 
seudoalteromonadaceae; 


ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_027205.1| Thalassobacter 
1443876 1445340 Thalassobacter 
dobacterales; Rhodobacteraceae; 


Psychrobacter arenosus 
arenosus Bacteria; 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacter. 
ref|NR_027194.1| Xenorhabdus japonica 
46 Xenorhabdus japonica Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_027192.1| Marinobacter 
62 1463368 Marinobacter bryozoorum 
lteromonadaceae; Marinobacter. 
ref|NR_027187.1] Psychrobacter 
1469465 1470990 Psychrobacter 
omonadales; Moraxellaceae; 


219878127 


ref|NR_025266.1| Histophilus somni 


1511717 1513077 Histophilus somni Bacteria; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 


407866 Bacteria_16S 1553269 1553239 1 31 gi|219857220|ref|NR_024848.1| Providencia stuartii 


strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 
407866 Bacteria_16S 1569636 1569594 1 43 gi|219878173|ref|NR_025312.1| Defluvibacter 


lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 
407866 Bacteria_16S 1610934 1610892 1 43 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 
407866 Bacteria_16S 1612414 1612372 1 43 gi|219878468|ref|NR_025607.1| Loktanella 
fryxellensis strain LMG 22007 16S ribosomal RNA, partial sequence 1611794 1613208 Loktanella 
fryxellensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 


407866 Bacteria_16S 1659567 1659545 1 23 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

407866 Bacteria_16S 1708463 1708433 1 31 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 


strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
407866 Bacteria_16S 1711464 1711422 1 43 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 
strain R-8904 16S ribosomal RNA, partial sequence 1710844 1712258 Loktanella salsilacus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Loktanella. 

407866 Bacteria_16S 1737338 1737304 1 35 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 
407866 Bacteria_16S 1754136 1754114 1 23 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


407866 Bacteria_16S 1757266 1757244 1 23 gi| 219878367 |ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

407866 Bacteria_16S 1875669 1875639 1 31 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
strain HK85 16S ribosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

407866 Bacteria_16S 1908994 1908924 1 71 gi| 219878257 |ref|NR_025396.1| Aerococcus 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 


407866 Bacteria_16S 1928956 1928934 1 23 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

407866 Bacteria_16S 1930492 1930470 1 23 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

407866 Bacteria_16S 1932036 1932002 5 39 gi|219878240|ref|NR_025379.1]| Actinomyces 


radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


407866 Bacteria_16S 1962353 1962323 1 31 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

407866 Bacteria_16S 1997694 1997664 1 31 gi| 219878197 |ref|NR_025336.1| Proteus vulgaris 


strain DSM 30118 16S ribosomal RNA, partial sequence 1997016 1998510 Proteus vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Proteus. 

407866 Bacteria_16S 1999233 1999203 1 31 gi| 219878196 |ref|NR_025335.1| Pragia fontium strain 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 
407866 Bacteria_16S 2002303 2002273 1 31 gi|219878194|ref|NR_025333.1| Leminorella grimontii 
strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 

407866 Bacteria_16S 2003835 2003805 1 31 gi|219878193|ref|NR_025332.1| Budvicia aquatica 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

407866 Bacteria_16S 2076902 2076868 5 39 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
407866 Bacteria_16S 2078462 2078428 5 39 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 


407866 Bacteria_16S 


avidum strain DSM 


Propionibacterium. 


407866 Bacteria_16S 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


Nitratireductor. 


407866 Bacteria_16S 
DSM 681 


elongatus strain 
elongatus Bacteria; 
Microbulbifer. 


407866 Bacteria_16S 
salipaludis strain SM-1 


Bacteria; 


Albidovulum. 


407866 Bacteria_16S 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
407866 Bacteria_16S 
KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


ruthenica strain 
Bacteria; 
Pseudoalteromonas. 


407866 Bacteria_16S 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 


407866 Bacteria_16S 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 
flavipulchra Bacteria; 


Pseudoalteromonas. 


407866 Bacteria_16S 


strain ACEM 9 16S 


lutaoensis strain 
Bacteria; 


strain ATCC49733 


strain ATCC 4973 


strain HPA92 16S 


Actinobacillus. 


407866 Bacteria_16S 
strain ATCC 39419 16S ribosomal RNA, partial sequence 


Proteobacteria; 
407866 Bacteria_16S 
inexpectatum strain FRR- 


2081573 2081539 5 


2098271 2098229 1 


2116570 2116536 1 


2137743 2137709 1 


2152804 2152762 1 


2189234 21892121 


2271465 2271443 1 


2272937 2272915 1 


Proteobacteria; 


2291133 22911111 


Proteobacteria; 


2294196 22941741 


2303101 2303067 1 


2363742 23637121 


2368306 2368276 1 


2442740 2442718 1 


2528904 2528870 1 


2600203 2600173 1 


Proteobacteria; 


2601757 2601727 1 


2603311 2603281 1 


2604865 2604835 1 


2631071 2631029 1 


2638678 2638648 1 
Proteobacteria; 


2659883 2659849 5 


39 


4901 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


43 


35 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


35 


16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; Alteromonadales; 


43 


10 16S ribosomal RNA, partial sequence 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


23 


23 


23 


23 


Gammaproteobacteria; 


23 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
407866 Bacteria_16S 
T5054 16S ribosomal RNA, partial sequence 23024 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
407866 Bacteria_16S 


35 


31 


16S ribosomal RNA, partial sequence 2363042 23645 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
407866 Bacteria_16S 
spermatophilum strain AH159 16S ribosomal RNA, partial 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmatacea 
407866 Bacteria_16S 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
407866 Bacteria_16S 


31 


23 


35 


16S ribosomal RNA, partial sequence 2528225 25296 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
407866 Bacteria_16S 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial 
granulomatis Bacteria; 
407866 Bacteria_16S 


31 


Gammaproteobacteria; 


31 


ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Pasteurellales; 
407866 Bacteria_16S 
strain 177 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 
407866 Bacteria_16S 
strain P925 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 
407866 Bacteria_16S 
strain hl 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
407866 Bacteria_16S 
succinogenes strain 130Z 16S ribosomal RNA, partial sequence 
succinogenes Bacteria; 


31 


31 


43 


31 


Gammaproteobacteria; 


39 


gi|219878135 


gi|219878123 


gi|219857657 


gi|219857643 


gi| 219857633 


gi| 219857606 


gi|219857552 


219857551 


gi 


219857538 
sequence 


gi 


gi|219857535 
2293525 22949 


gi| 219857528 


gi|219857485 


219857481 
sequence 


gi 


gi] 219857424 


gi| 219857358 


219857268 
sequenc 
Paste 
gi|219857267 
2601060 26025 
Pasteurellac 
gi|219857266 
2602614 26041 
Pasteurellac 
gi|219857265 
2604168 26056 
Pasteurellac 
gi| 219857238 
2630432 26317 


gi 


gi| 219857232 


20809 
Prop 


Rhizo 


Alteromo 


Rhodo 


sequence 
Gammaproteobacteria; Alteromo 


Alteromon 


Pasteurel 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 


ref 


ref 


eae. 
ref 


e; M 
ref 


eae; 
ref 


acea 
ref 


urel 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


acea 
ref 


ref 


gi|219857217 


23 2082426 Propi 
ionibacterineae 


biales; 


2115900 211739 


nadales; Alteromonadaceae; 


73 2138564 Micro 
Alteromonadaceae 


2152193 215360 
bacterales; 


90 2272278 Pseudo 
seudoalteromonadaceae; 


04 2303932 Marino 
Alter 


2367647 236907 


e 2599506 260100 


92 Methylarcula 


2637974 263946 
Pasteurellaceae; 


NR_025274.1 


NR_025262.1 


NR_025246.1 


NR_025232.1 


NR_025222.1 


NR_025195.1 


Shewanella. 
NR_025140.1 


adales; 
NR_025123.1 


Shewanella. 
NR_025116.1 


omonadaceae; 
NR_025073.1 
NR_025069.1 


ycoplasma. 
NR_025012.1 


Shewanella. 
NR_024946.1 


e; Pseudomon 
NR_024899.1 


lales; Paste 
NR_024898.1 


Mannheimia. 
NR_024897.1 


Mannheimia. 
NR_024896.1 


Mannheimia. 
NR_024866.1 


NR_024860.1 


lales; 


b 
; 


Propionibacterium 


onibacterium avidum 
; Propionibacteriaceae; 


Nitratireductor 


2097632 2099087 Nitratireductor 
Phyllobacteriaceae; 


Microbulbifer 
0 Microbulbifer 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Albidovulum 

1 Albidovulum 


Rhodobacteraceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Pseudoalteromonas 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Mycoplasma 
5 Mycoplasma 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Mannheimia 
9 Mannheimia 
urellaceae; 


Actinobacillus 
1 Actinobacillus 


NR_024845.1 


alteromonas ruthenica 


Shewanella olleyana 
83 Shewanella olleyana Bacteria; 


Shewanella japonica 
41 Shewanella japonica Bacteria; 


Mannheimia. 
Mannheimia ruminalis 
63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 
17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 
71 Mannheimia glucosida Bacteria; 


Methylarcula terricola 
terricola Bacteria; 
e; Methylarcula. 


Kribbella sandramycini 
2659238 2660707 Kribbella sandramycini 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 


Kribbella. 

407866 Bacteria_16S 2733570 2733548 1 23 
strain SM2-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
407866 Bacteria_16S 2735060 2735038 1 23 gi 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; 
407866 Bacteria_16S 2736550 2736528 1 23 gi 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; 
Shewanella. 
407866 Bacteria_16S 2740907 2740885 1 23 
strain MKT 106 16S ribosomal RNA, partial sequence 
Proteobacteria; 
407866 Bacteria_16S 
strain ATCC 49968 
Bacteria; 
407866 Bacteria_16S 2926158 2926116 1 43 gi 
carotinifaciens strain E-396 16S ribosomal RNA, complete 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 
Paracoccus. 

407866 Bacteria_16S 2968459 2968425 5 39 gi 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Microlunatus. 
407866 Bacteria_16S 3062802 3062760 1 


gi 


gi 


2858789 2858755 1 35 gi 
16S ribosomal RNA, partial sequence 


43 gi 


219857165 
2732909 27343 


Alteromonadales; 
219857163 


Alteromonadales; 


219857160 
2740223 27416 


219856839 
sequence 
Rhodobacterales; 


219846945 


219846880 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 


ref|NR_024793.1 
Shewanella. 


ref |NR_024792.1 


ref |NR_024791.1 


ref |NR_024788.1 


ref|NR_024704.1 
Pseudomonadaceae; 
ref|NR_024658.1 

2925520 292697 


ref |NR_026537.1 
2967820 296928 


NR_026472.1 
3062186 306360 


Shewanella sairae 


48 Shewanella sairae Bacteria; 
Shewanellaceae; 
219857164 


Shewanella 


2734399 2735838 Shewanella 
Shewanellaceae; 


Shewanella. 
Shewanella 


2735889 2737328 Shewanella 
Shewanellaceae; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

219856885 
28581 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Pseudomonas lundensis 


10 2859620 Pseudomonas lundensis 


Pseudomonas. 
Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Microlunatus 
7 Microlunatus 


Actinomycetales; Propionibacterineae; 


Sulfitobacter 
0 Sulfitobacter 


mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 
407866 Bacteria_16S 3085327 3085285 1 43 gi|219846865|ref|NR_026457.1| Paracoccus 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 
Paracoccus. 
407866 Bacteria_16S 3086772 3086730 1 43 gi 
denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 
Paracoccus. 
407866 Bacteria_16S 
strain DSM 11603 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
407866 Bacteria_16S 3109183 31091411 43 

strain Nl 16S ribosomal RNA, complete sequence 

Proteobacteria; Alphaproteobacteria; 
407866 Bacteria_16S 3116808 3116786 1 23 gi 
antarctica strain star-1 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; 
Psychromonas. 
407866 Bacteria_16S 3130342 3130308 1 
salinarius strain SG3903 


3106242 3106200 1 43 gi 


gi 


Rhodobacterales; 


35 gi 
16S ribosomal RNA, partial sequence 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; 
407866 Bacteria_16S 3131718 3131668 1 51 gi 
plurifarium strain LMG 1 
plurifarium Bacteria; 
Mesorhizobium. 
407866 Bacteria_16S 3134708 3134666 1 43 
strain A901/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
407866 Bacteria_16S 3143783 31437411 43 gi 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
407866 Bacteria_16S 3162110 3162068 1 43 gi 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; 
Antarctobacter. 
407866 Bacteria_16S 3189575 3189541 1 35 
strain LMG 690 16S ribosomal RNA, partial sequence 
Proteobacteria; 
407866 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; 


gi 


gi 


3228853 3228823 5 35 gi 


sequence 3084717 308611 
Rhodobacterales; 


219846864 
Rhodobacterales; 


219846851 
16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium 
Phyllobacteriaceae; 
219846849 
3108566 31099 


Alteromonadales; 
219846835 


Halobacteroidaceae; 
219846834 
1892 16S ribosomal RNA, partial sequence 
Rhizobiales; 


219846832 
3134094 31355 
Rhodobacteraceae; 
219846826 
3143169 3144565 Sulfit 


219846814 
Rhodobacterales; 
219846795 
3188896 31903 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
219846768 


NR_026456.1 
3086162 308755 


ref |NR_026443.1 
Aquamicrobi 
ref|NR_026441.1 
Rhodovulu 
ref |NR_026436.1 

3116131 311762 
Psychr 
ref |NR_026427.1 
129667 313104 


Ww 


ref |NR_026426.1 
131100 313253 


Phyllobac 


w 


ref|NR_026424.1 
Paracoccu 
ref|NR_026418.1 
Rhodobacteraceae; 
ref|NR_026406.1 
161511 316291 
Rhod 


w 


ref |NR_026387.1 


Xanthomon 


ref 


1 Paracoccus 


Rhodobacteraceae; 


Paracoccus 
6 Paracoccus 


Rhodobacteraceae; 


Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
Rhodobacteraceae; 
219846844 


m. 
Psychromonas 
9 Psychromonas 
omonadaceae; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Mesorhizobium 

6 Mesorhizobium 
teriaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 

Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 


as. 
Anaerococcus octavius 


NR_026360.1 


strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 
Incertae Sedis; Anaerococcus. 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


407866 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


aeronauticum stra 
aeronauticum Bact 


lacunarum strain 
lacunarum Bacteri 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
407866 Bacteria_16S 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas. 


407866 Bacteria_16S 
in NCIMB 8614 16S ribosomal RNA, parti 
Gammaproteobacte 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


407866 Bacteria_16S 
ain NCIMB 1893 16S ribosomal RNA, part 
Gammaproteobact 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


407866 Bacteria_16S 
rain ATCC 12662 16S ribosomal RNA, par 
Pseudoalteromonas ca 
aceae; 
407866 Bacteria_16S 

aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


carrageenovora st 


Pseudoalteromonad 


aurantia Bacteria; 


Pseudoalteromonas 


407866 Bacteria_16S 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas. 


407866 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
407866 Bacteria_16S 
DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


v 


407866 Bacteria_16S 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


407866 Bacteria_16S 
in ACAM 456 16S ribosomal RNA, partial 
Gammaproteobacte 


gelidimarina stra 
gelidimarina Bact 


arcticus strain 2 
Bacteria; Proteob 


strain P-172-71 1 
Proteobacteria; G 


407866 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


strain E-37 16S r 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

407866 Bacteria_16S 3823773 3823743 1 31 gi| 219846347 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; P 
Haemophilus. 

407866 Bacteria_16S 3825303 3825273 1 31 gi| 219846346 


strain NCTC 3438 16S ribosomal RNA, 


ridia; 
407866 Bacteria_16S 

in DSM 10349 16S ribosomal RNA, partia 
eria; Clostridia; 
407866 Bacteria_16S 
DSM 6640 16S ribosomal RNA, partial se 
a; Halanaerobi 
407866 Bacteria_16S 


eria; 


teria; 


eria; 
407866 Bacteria_16S 


3231846 3231812 1 


Clostridiales; 
3247115 3247085 1 


Firmicutes; 
3373146 3373112 1 


Firmicutes; Clostridia; 
3412665 34126315 


35 gi 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fa 


31 gi 


35 gi 


39 gi 


16S ribosomal RNA, partial sequence 


3420086 3420064 1 


3421564 3421542 1 
Proteobacteria; 
3423048 3423026 1 

Proteobacteria; 


3424531 3424509 1 


Pseudoalteromonas. 
3426008 3425986 1 


3427490 3427468 1 


3481632 3481598 5 


23 gi 


23 gi 
23 gi 
23 gi 
23 gi 
23 


gi 


39 gi 


16S ribosomal RNA, partial sequence 


3496850 3496816 5 


Coriobacterium. 
3655038 3654996 1 


3658101 3658079 1 


Proteobacteria; 


3682486 3682444 1 


3694615 3694585 1 


3696052 3696022 1 


3717017 3716975 1 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
407866 Bacteria_16S 


3727572 3727538 5 


complet 


39 gi 


Coriobacteridae; 


43 gi 


23 gi 


43 gi 


38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
407866 Bacteria_16S 


31 gi 


6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pa 


31 gi 


M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
407866 Bacteria_16S 


43 gi 


39 gi 


e sequence 


Clostrid 


3716418 37177 


219846766 


mily XI. I 
219846756 
1 
iales; 
219846668 
quence 
ales; 

219846636 
34120 
nomycineae 
219846631 
ence 34194 
nadales; P 


219846630 
al sequenc 
ria; Alter 


219846629 
ial sequen 
eria; Alte 


219846628 
tial seque 


219846627 
equence 
Alteromon 


219846626 
equence 

; Alteromo 
219846588 
34809 
no 
219846578 
equence 

3; Coriobac 
219846468 
sequence 

eria; Rhod 


219846466 
sequence 
ria; Alter 
219846449 
36818 
terales; R 
219846441 


steurellac 
219846439 
ce 36953 
llales; Pa 
219846425 


dobacter 
219846416 


sequence 
Pep 


Halo 


mycineae; 


ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; 
ref |NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref |NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromona 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref 
nce 


NR_026220.1 
342386 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref |NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026170.1 

3496207 349764 
teriales; Coriob 


ref|NR_026060.1 
3654403 365582 
obacterales; Rho 


ref|NR_026058.1 

3657404 365891 
omonadales; Shew 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026032.1 


eae. 
ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref|NR_026016.1 


aceae; Sagittula 
ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomon 
ref |NR_025938.1 

3823071 382454 
asteurellales; P 


P 


d 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 

Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 

Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 

Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 

Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Coriobacterium 

1 Coriobacterium 

acterineae; 


Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Shewanella 

0 Shewanella 
anellaceae; Shewanella. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


ref |NR_025937.1 


Avibacterium volantium 


3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 


407866 Bacteria_16S 3898511 3898469 1 43 gi|219846296|ref|NR_025886.1| Ahrensia kielensis 
strain B9 16S ribosomal RNA, partial sequence 3897893 3899299 Ahrensia kielensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 

407866 Bacteria_16S 3913584 3913554 1 31 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

407866 Bacteria_16S 3936376 3936334 1 43 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

407866 Bacteria_16S 3937810 3937768 1 43 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

407866 Bacteria_16S 3950984 3950962 1 23 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

407866 Bacteria_16S 3952542 3952520 1 23 gi|219846257|ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

407866 Bacteria_16S 3954019 3953977 1 43 gi| 219846256 |ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

407866 Bacteria_16S 3955458 3955416 1 43 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

407866 Bacteria_16S 4019307 4019273 1 35 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

407866 Bacteria_16S 4020853 4020819 1 35 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

407866 Bacteria_16S 4028436 4028414 1 23 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

407866 Bacteria_16S 4029985 4029963 1 23 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

407866 Bacteria_16S 4052622 4052600 1 23 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

407866 Bacteria_16S 4057099 4057065 1 35 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
407866 Bacteria_16S 4109961 41099275 39 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
407866 Bacteria_16S 4111527 4111493 5 39 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
407866 Bacteria_16S 4123751 41237211 31 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

407866 Bacteria_16S 4134339 4134297 1 43 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

407866 Bacteria_16S 4166791 4166749 1 43 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

407866 Bacteria_16S 4168273 4168231 1 43 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

407866 Bacteria_16S 4169827 4169793 1 35 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
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acterium mcbrellneri 
ineae; 


Thalassomonas 
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Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
407866 Bacteria_16S 1309211 1309178 1 34 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

407866 Bacteria_16S 1310684 1310651 1 34 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

407866 Bacteria_16S 1382259 1382238 1 22 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

407866 Bacteria_16S 1388337 1388304 1 34 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

407866 Bacteria_16S 1395790 1395769 1 22 gi|228715882|ref|NR_027541.1| Marinitoga piezophila 
strain KA3 16S ribosomal RNA, partial sequence 1395106 1396548 Marinitoga piezophila KA3 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Marinitoga. 

407866 Bacteria_16S 1415223 1415202 1 22 gi|224581448|ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

407866 Bacteria_16S 1456619 1456586 1 34 gi|224581416|ref|NR_027197.1| Achromobacter 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

407866 Bacteria_16S 1465605 1465572 1 34 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

407866 Bacteria_16S 1468613 1468580 1 34 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

407866 Bacteria_16S 1471694 1471661 1 34 gi|224581405|ref|NR_027186.1| Achromobacter 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
407866 Bacteria_16S 1503323 1503282 1 42 gi|219846475|ref|NR_026067.1| Rhizobium tropici 


strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
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407866 Bacteria_16S 2584809 2584788 1 22 gi|219857278|ref|NR_024909.1| Pseudomonas orientalis 
strain CFML 96-170 16S ribosomal RNA, partial sequence 2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

407866 Bacteria_16S 2586389 2586368 1 22 gi|219857277|ref|NR_024908.1| Marinomonas 
mediterranea strain MMB1 16S ribosomal RNA, complete sequence 2585691 2587224 Marinomonas 
mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

407866 Bacteria_16S 2595647 2595626 1 22 gi|219857271|ref|NR_024902.1| Pseudomonas mandelii 
strain CIP 105273 16S ribosomal RNA, partial sequence 2594961 2596478 Pseudomonas mandelii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

407866 Bacteria_16S 2597213 2597192 1 22 gi|219857270|ref|NR_024901.1| Pseudomonas libanensis 
strain CIP 105460 16S ribosomal RNA, complete sequence 2596529 2598044 Pseudomonas libanensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

407866 Bacteria_16S 2607989 2607968 1 22 gi|219857263|ref|NR_024894.1| Neptunomonas 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 

407866 Bacteria_16S 2618849 2618816 1 34 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

407866 Bacteria_16S 2629570 2629541 5 34 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

407866 Bacteria_16S 2649398 2649365 1 34 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

407866 Bacteria_16S 2652432 2652399 1 34 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

407866 Bacteria_16S 2674901 2674868 1 34 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

407866 Bacteria_16S 2716782 2716761 1 22 gi|219857177|ref|NR_024805.1] Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

407866 Bacteria_16S 2815931 2815910 1 22 gi|219856913|ref|NR_024734.1| Pseudomonas 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 2815260 2816748 Pseudomonas 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

407866 Bacteria_16S 2835677 2835644 1 34 gi|219856900|ref|NR_024721.1| Burkholderia 
kururiensis strain KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

407866 Bacteria_16S 2854106 2854085 1 22 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 
strain ATCC 13522 16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

407866 Bacteria_16S 2920202 2920181 1 22 gi|219856843|ref|NR_024662.1| Pseudomonas 
plecoglossicida strain FPC951 16S ribosomal RNA, partial sequence 2919511 2921008 Pseudomonas 
plecoglossicida Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

407866 Bacteria_16S 2930676 2930655 1 22 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

407866 Bacteria_16S 2932181 2932160 1 22 gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

407866 Bacteria_16S 2935203 2935182 1 22 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
407866 Bacteria_16S 2960788 2960767 1 22 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

407866 Bacteria_16S 2973047 2973026 1 22 gi|219846941|ref|NR_026533.1| Pseudomonas 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 2973885 Pseudomonas 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

407866 Bacteria_16S 2974609 2974588 1 22 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

407866 Bacteria_16S 3018616 3018587 5 34 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

407866 Bacteria_16S 3020136 30201075 34 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 
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407866 Bacteria_ 


16S 3662718 3662697 1 22 gi 


219846463|ref|NR_026055.1 


Colwellia 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequence 3662041 3663526 Colwellia 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
407866 Bacteria_16S 3683939 3683898 1 42 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

407866 Bacteria_16S 3796279 3796258 1 22 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

407866 Bacteria_16S 3803843 3803810 1 34 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
strain 18323 16S ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

407866 Bacteria_16S 3805357 3805324 1 34 gi|219846359|ref|NR_025950.1| Bordetella 
parapertussis strain 522 16S ribosomal RNA, partial sequence 3804660 3806123 Bordetella 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
407866 Bacteria_16S 3806871 3806838 1 34 gi|219846358|ref|NR_025949.1| Bordetella 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
407866 Bacteria_16S 3809868 3809847 1 22 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

407866 Bacteria_16S 3855451 3855418 1 34 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

407866 Bacteria_16S 3861472 3861431 1 42 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

407866 Bacteria_16S 3876816 3876787 5 34 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

407866 Bacteria_16S 3878336 3878307 5 34 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

407866 Bacteria_16S 3895442 3895421 1 22 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
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Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
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Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


etaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

34091 34063 5 33 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 

49028 49000 5 33 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 

ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
ctinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 

135696 135668 5 33 gi|265678972|ref|NR_029280.1| Actinomyces 
in 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

Actinomyces. 

277494 277462 3 35 gi|265678875|ref|NR_029181.1| Mycoplasma feliminutum 
bosomal RNA, partial sequence 276812 278270 Mycoplasma feliminutum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

298669 298637 3 35 gi|265678861|ref|NR_029167.1| Anaeroplasma 

abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 


abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
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valerianellae str 
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407866 Bacteria_ 
strain S-743 16S 


etaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenopha 
16S 514078 514002 1 77 gi|265678709|ref|NR_029014.1 
bosomal RNA, partial sequence 513446 514813 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 
16S 533921 533889 1 33 gi| 265678696 |ref|NR_029001.1 
bosomal RNA, partial sequence 533233 53475 
etaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 
16S 569057 569029 5 33 gi|265678673|ref|NR_028978.1 
ribosomal RNA, partial sequence 568394 569881 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
16S 576552 576520 1 33 gi|265678668|ref|NR_028973.1 
ain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
16S 780503 780471 3 35 gi| 265678525 |ref|NR_028829.1 
ribosomal RNA, partial sequence 779845 781307 Acholeplasma 


Tenericutes; Moll 


407866 Bacteria_16S 808131 808055 1 77 gi| 265678507 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 80741 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
407866 Bacteria_16S 920811 920783 5 33 gi| 265678431 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequenc 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Cor 
Coriobacteriaceae; Slackia. 

407866 Bacteria_16S 942411 942379 1 33 gi| 265678417 
strain IMI 359870 16S ribosomal RNA, partial sequence 94171 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
407866 Bacteria_16S 943974 943942 1 33 gi| 265678416 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydro 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
407866 Bacteria_16S 945537 945505 1 33 gi| 265678415 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 94484 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Co: 
407866 Bacteria_16S 947097 947065 1 33 gi| 265678414 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burk 
Hydrogenophaga. 

407866 Bacteria_16S 948663 948631 1 33 gi| 265678413 
strain PHL 16S ribosomal RNA, partial sequence 947973 94948 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
407866 Bacteria_16S 950224 950192 1 33 gi| 265678412 
strain 133 16S ribosomal RNA, partial sequence 949535 95104 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
407866 Bacteria_16S 951783 951751 1 33 gi| 265678411 
strain 146 16S ribosomal RNA, partial sequence 951100 95259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
407866 Bacteria_16S 953334 953302 1 33 gi| 265678410 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkho 
Simplicispira. 

407866 Bacteria_16S 954894 954862 1 33 gi| 265678409 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 95569 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
407866 Bacteria_16S 985456 985424 3 35 gi| 265678387 
strain FC 097-2 16S ribosomal RNA, complete sequence 984769 98628 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 
407866 Bacteria_16S 1008509 1008445 1 65 gi| 265678372 


strain T7 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


16S 303214 303182 1 33 


bosomal RNA, partial sequence 


gi 


16S 307885 307853 1 


S ribosomal RNA, 


33 gi 


acteria; Betaproteobacteria; Burkholde 
16S 500420 500388 1 33 gi 


302503 30397 
pelotrichi; Erysipelotrichales; Erysip 


complete sequence 307188 30872 


6S ribosomal RNA, partial sequence 499730 50125 


265678858 


elotrichac 
265678855 


riales; Co 
265678718 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


lales; Bacillaceae; Bacillus. 


ref|NR_029164.1 
eae. 


ref|NR_029161.1 


mamo 
ref 


nadaceae; Hy 
NR_029023.1 


eplasma. 
NR_028810.1 
2 808917 Lactob 
illus. 
ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 


ref 


ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy 
ref|NR_028716.1 

946409 947922 
holderiales; Com 


ref|NR_028715.1 


Acidovorax. 
NR_028714.1 


ae; 
ref 


Acidovorax. 
NR_028713.1 


ae; 
ref 


ae; Curvibacter. 
ref|NR_028712.1 

952645 954156 
lderiales; Comam 


ref|NR_028711.1 
7 Giesbergeria 
ae; Giesbergeri 
ref|NR_028689.1 
5 Acholeplasma 
eplasma. 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

16S 412834 412758 1 77 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 498868 498836 1 33 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
SB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 


drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Lactobacillus rossiae 
rossiae Bacteria; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 

Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Acholeplasma axanthum 


axanthum Bacteria; 


Lactobacillus 
acillus ingluviei 


Slackia 
Slackia 
oriobacterineae; 


Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 
onadaceae; 


Giesbergeria sinuosa 


sinuosa Bacteria; 
a. 


Acholeplasma vituli 


vituli Bacteria; 


ref |NR_028674.1 


Bacillus edaphicus 


1007814 1009265 Bacillus edaphicus Bacteria; 


407866 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


407866 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


407866 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


407866 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


407866 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


407866 Bacteria_16S 


strain B8 16S rib 
Proteobacteria; B 


407866 Bacteria_16S 


strain B6 16S rib 
Proteobacteria; B 


407866 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


407866 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


407866 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


407866 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


407866 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


407866 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


407866 Bacteria_16S 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
407866 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
407866 Bacteria_16S 
ain 23310 16S ribosomal RNA, partial s 
teria; 
407866 Bacteria_16S 

in TMB834 16S ribosomal RNA, partial s 
eria; 
407866 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


henchirensis stra 
henchirensis Bact 


strain KF46F 16S 


Proteobacteria; B 


strain KCTC 12005 
Proteobacteria; B 


denitrificans str 
denitrificans Bac 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
407866 Bacteria_16S 


etaproteobacteria; Burkholderiales; Co: 
407866 Bacteria_16S 
ain 123 16S ribosomal RNA, partial seq 
teria; 


1037478 1037446 1 33 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
1197810 1197778 1 33 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1339801 1339757 1 45 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


gi 


e 


1376329 1376297 1 33 gi 
CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
1385309 1385289 3 23 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1548847 1548815 1 

osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1550313 1550281 1 33 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1551781 1551749 1 33 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1616958 1616926 1 33 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


33 gi 


s 


1618481 1618449 1 33 gi 


hingobacteria; Sphingobacteriales; Cyclo 
1620004 1619972 1 33 gi 
n LMG 21971 16S ribosomal RNA, partial 


ria; Bacteroidetes; Sphingobacteria; S 


s 
ph 


1621527 1621495 1 33 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1 
Sp 


1624558 1624526 1 33 
ribosomal RNA, partial sequence 


gi 


no: 


1725246 17252141 33 gi 
ma 
1907537 1907509 5 33 gi 
16S ribosomal RNA, partial sequence 

no 
1936466 1936434 1 33 gi 
eq 
Proteobacteria; ri 
2178602 2178570 1 


Betaproteobacte 

33 gi 
eq 
Proteobacteria; ia 
2304651 2304619 1 


Betaproteobacter 
33 gi 


ma 
2315297 2315265 1 33 gi 
16S ribosomal RNA, partial sequence 

ma 
2352978 2352946 1 33 gi 
ue 
ri 


Proteobacteria; Betaproteobacte 


407866 Bacteria_16S 


2410815 2410783 1 33 gi 


ua 
ua 
en 


rd 


ph 


ce 


uen 
a; 


uen 


, 


mon 


nce 
a; 


265678353 
1036784 10382 
mamonadace 
228715504 
11971 
rkholderia 
228721340 
sequence 
oteobacter 


228717818 
13756 
olderiales 
228716834 
equence 
eobacteria 


219857245 
1548180 15495 
bacteriu 
219857244 
1549646 15510 
bacteriu 
219857243 
ce 15511 
ales; 
219878465 
equence 
ingobact 


219878464 
16S ribosomal RNA, partial sequence 1617815 16192 
bacteria 
219878463 
equence 
ingobact 


219878462 
sequence 
hingobac 


219878460 
1623889 16253 


hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 
1682413 1682385 5 33 gi|219878420|ref|NR_025559.1 
ribosomal RNA, partial sequence 1681727 16832 


mycineae 
219878391 
6S ribosomal RNA, partial sequence 1724592 17259 
etaproteobacteria; Burkholderiales; Co: 
407866 Bacteria_16S 


monadace 
219878258 


19068 


mycineae 
219878237 


ce 


Burkh 
219857614 


ce 


Burkho 
219857526 
2303983 23054 
monadace 
219857519 


23146 
adace 


219857492 


Burkh 


219857453 


Aq 


ref|NR_028655.1 
ae; Curvibacter. 
ref|NR_027534.1 
31 1198567 Ramli 
les; Comamonada 
ref|NR_027605.1 

1339181 13406 
ia; Rhodospiril 
ref|NR_027567.1 
65 1377116 Polar 
; Comamonadacea 
ref|NR_027556.1 
1384632 13861 
Alteromonadal 


v 


ref|NR_024875.1 
95 Aquabacterium 
m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref |NR_024871.1 
12 1552529 Aquab 
uabacterium. 
ref |NR_025604.1 

1616292 161776 
eriales; Cyclob 


ref|NR_025603.1 
87 Algoriphagus 
ceae; Algoripha 
ref|NR_025602.1 

1619338 162081 
eriales; Cyclob 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclo 


ref|NR_025599.1 


; Ac 
ref 


tinomycetace 
NR_025530.1 


ae; Comamonas. 
ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref |NR_025376.1 

1935800 193729 
olderiales; Coma 
ref |NR_025203.1 
177978 217937 
lderiales; Coma 
ref|NR_025114.1 


ND 


ae; Xenophilus. 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025080.1 
2352316 235375 
olderiales; Coma 
ref |NR_025041.1 


b 
c 


2 
1 


fo} 
e 


3 
e 


a 


a 


a 


b 


monadaceae; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Ramlibacter 

acter tataouinensis 

eae; Ramlibacter. 
Magnetospirillum 

3 Magnetospirillum 

ales; Rhodospirillaceae; 


Polaromonas 

monas naphthalenivorans 
Polaromonas. 
Shewanella 

1 Shewanella 

s; Shewanellaceae; 


v 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 
g 


us. 
Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Comamonas 

7 Comamonas 

monadaceae; Comamonas. 
Ramlibacter 

0 Ramlibacter 
Ramlibacter. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Tepidimonas ignava 


strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 


407866 Bacteria_16S 


orisratti strain 
orisratti Bacteri 


407866 Bacteria_16S 


palleronii strain 
palleronii Bacter 


407866 Bacteria_16S 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 25457 


Proteobacteria; B 


407866 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


407866 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


407866 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


407866 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


407866 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


407866 Bacteria_16S 


saccharophila str 
saccharophila Bac 


407866 Bacteria_16S 


lanceolatus strai 
lanceolatus Bacte 


407866 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


407866 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


407866 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


407866 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


407866 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


407866 Bacteria_16S 


strain CIP 103259 
Actinobacteria; A 


407866 Bacteria_16S 


strain 6843 DSM 1 
Actinobacteria; A 


407866 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


407866 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


407866 Bacteria_16 


strain PG8 16S ri 
Tenericutes; Moll 


407866 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


407866 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


407866 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


2495598 2495566 1 33 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2543404 2543372 1 33 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2544961 2544929 1 33 gi 


s 
oc 


s 


’ 


219857386 


219857348 


219857347 


ref 
equence 
occaceae 


7 St 
ref 
equence 
Burkholderia 
ref 


2494920 24962 


2542716 25442 


NR_024974.1 
5 
reptococcus. 
NR_024936.1 
2 
les; Comamon 


NR_024935.1 


Streptococcus 
6 Streptococcus 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
2546517 2546485 1 33 gi|219857346|ref|NR_024934.1| Hylemonella gracilis 
16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 
2644851 2644819 1 33 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
2743922 2743890 1 33 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 


osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
2749624 2749592 1 33 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


mal 


eq 
ri 


2847880 2847848 1 33 


gi 
etaproteobacteria; Burkholderiales; Co: 
2849441 2849409 1 33 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2861856 2861824 1 33 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
3014181 3014149 1 33 gi 

ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3198741 3198697 1 45 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


ma. 


Ss 
es 
2 
1 
a; 
2 
ma: 


ia 
ct 


3233405 3233385 1 21 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3269564 3269532 1 33 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3364158 3364126 1 33 gi 
SM 4136 16S ribosomal RNA, partial seq 
; Verrucomicrobia; Verrucomicrobiae; V 


qu 
hl 


pt 


ue 
er 


3414129 34141015 33 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
3478704 3478676 5 33 gi 


no 


ctinobacteridae; Actinomycetales; Acti 
3589785 3589753 1 33 gi 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Id 
3633646 3633614 1 33 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m 


no: 


eo 


al 
ob 


Ss 3790206 3790174 3 35 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
3791745 3791713 3 35 gi 
bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
3794764 3794732 1 33 gi 
ibosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; 
3853933 3853901 1 33 

ibosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; 


gi 


Co: 
gi 


ma. 


Lept 


2743252 27447 


219857154 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 


219856891 
ia; 
19856883 
19846914 


3013492 30150 


219846789 


219846765 
219846741 
3268876 32703 


219846674 


219846635 
219846590 
6S ribosomal RNA, partial sequence 3478022 34794 


219846516 
3589120 35906 


219846483 


219846370 
3789540 37910 


219846369 
3791066 37925 


219846367 
3794096 37955 


219846326 
3853246 3854730 Leptothrix discophora Bacteria; 


monadaceae; 
ref 
uence 

a; Burkholde 
ref 
monadaceae; 
ref 
equence 
Burkholde 
ref 
sequence 
Burkholderi 
ref 
monadaceae; 
ref 
1 sequen 


eria; Rhodos 


ref 
ence 
amydiaceae; 


ref 


othrix. 
ref 
nce 
rucomicrobia 
ref 
34134 
mycineae 


; Ac 
ref 
mycineae; Ac 
ref 


nella. 
ref 
sequenc 
acteria; Aer 
ref 


Achol 
ref 


aceae; 


Achol 
ref 


aceae; 


monadaceae; 


ref 


othrix. 


2748935 27504 


2848765 28502 


2861171 28626 


ce 3198121 31995 


3232707 32342 


3363492 33649 


73 3414913 Actin 


e 3633011 36344 


15 Acholeplasma 


55 Acholeplasma 


Delftia. 
NR_024782.1 
5 
riales; Coma 
NR_024711.1 


Delftia. 
NR_024710.1 
6 
riales; Coma 
NR_024702.1 
7 
ales; Comamo 
NR_026506.1 


Acidovorax. 
NR_026381.1 
6 
pirillales; 


NR_026357.1 
4 
Parachlamydi 

NR_026333.1 


NR_026266.1 
8 
les; Verruco 
NR_026227.1 
fe} 
tinomycetace 
NR_026182.1 


tinomycetace 
NR_026108.1 


NR_026075.1 
7 
omonadales; 


NR_025961.1 


eplasma. 
NR_025960.1 


eplasma. 
NR_025958.1 


Polaromonas 
NR_025916.1 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Parachlamydia 
7 Parachlamydia 
a. 
Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Actinomyces israelii 

myces israelii Bacteria; 

ae; Actinomyces. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Leptothrix discophora 


407866 Bacteria_16S 


strain ATH 2.2.1 
Proteobacteria; 


407866 Bacteria_16S 
strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


407866 Bacteria_16S 
denitrificans strain AS-P1 16S ribosomal RNA, partial seq 


denitrificans Bac 


407866 Bacteria_16S 
strain SW-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 


407866 Bacteria_16S 


strain CLN-1 16S 
Proteobacteria; 


407866 Bacteria_16S 


ornithinivorans s 


ornithinivorans Bacteria; 


Algoriphagus. 


407866 Bacteria_16S 


halophilus strain 
halophilus Bacter 


407866 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


407866 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


407866 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


407866 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; Sp 


3961497 3961465 1 33 gi 


3963000 3962968 1 33 gi 


Betaproteobacteria; Burkholderiales; Coma 


3971855 3971823 1 33 gi 
teria; Proteobacteria; 
4007196 4007164 1 


Betaproteobacteri 
33 gi 


Sphingobacteriales; Cyclo 
4081470 4081438 1 33 gi 
ribosomal RNA, partial sequence 


4096497 4096465 1 33 gi 
train JC2052 16S ribosomal RNA, partial 
Bacteroidetes; Sphingobacteria; 


4097983 4097951 1 33 gi 
JC2051 16S ribosomal RNA, partial seque 


219846251 
16S ribosomal RNA, partial sequence 3960828 39622 
Betaproteobacteria; Burkholderiales; Rubr 


ivivax. 


219846250 
3962329 39637 
monadaceae; 
219846244 


uence 
a; 


dimonas. 


219846154 


nce 


Burkholderiales; 
219846218 
4006528 40080 
bacteriaceae; 
219846165 
4080799 40822 
Betaproteobacteria; Burkholderiales; Tepi 
219846155 
sequence 
Sphingobacteriales; 


ref|NR_025841.1| Rubrivivax gelatinosus 
78 Rubrivivax gelatinosus Bacteria; 


ref|NR_025840.1| Rhodoferax fermentans 
85 Rhodoferax fermentans Bacteria; 
Rhodoferax. 
ref|NR_025834.1] Brachymonas 

3971185 3972636 Brachymonas 
Comamonadaceae; Brachymonas. 
ref|NR_025808.1| Algoriphagus marincola 
03 Algoriphagus marincola Bacteria; 
Algoriphagus. 
ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 


ref |NR_025745.1| Algoriphagus 
4095844 4097268 Algoriphagus 
Cyclobacteriaceae; 


ref|NR_025744.1| Algoriphagus 
4097319 4098745 Algoriphagus 


407866 Bacteria_16S 


strain R18165 16S ribosomal RNA, 


407866 Fungi_16S 


666 632 5 


complete sequence 


39 


4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 


Actinobacteria; 
407866 Fungi_16S 


strain IFM 0784 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 
407866 Fungi_16S 


strain IFM 0575 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 
407866 Fungi_16S 


strain IFM 10084 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 
407866 Fungi_16S 


strain YZ-96 16S ribosomal RNA, partial sequence 


Actinobacteria; 
407866 Fungi_16S 


strain IFM 0245 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 
407866 Fungi_16S 


strain IFM 10088 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


Actinobacteria; 
407866 Fungi_16S 


2175 2141 5 


3713 3679 5 
5273 5239 5 
6829 6795 5 
8331 8297 a} 
9817 9783 5 


11298 11264 5 


39 


39 


39 


39 


39 


39 


39 


Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


gi 


gi 


6163 
Actinobacteridae; Actinomycetales; Cory 


gi 


gi 


gi 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Nocardia. 


408144 Bacteria_16S 


1705067 1705148 1 


81 


strain HS-5 16S ribosomal RNA, partial sequence 
Actinobacteria; Rubrobacteridae; Thermoleophilales; The 


408144 Bacteria_16S 


567211 567292 1 


81 


gi 


265678352 
1514 


265678351 
3016 


265678350 
4565 


265678349 
6112 


265678348 
7670 


265678342 
9123 


219857197 
10588 


219857175 
al sequenc 


ae; 


219878404 


1704738 17061 


gi 


rmoleophil 
265678674 


strain ID131577 16S ribosomal RNA, partial sequence 566874 56834 


Actinobacteria; 
408144 Bacteria_16S 


Rubrobacteridae; 


3523774 3523854 1 


Solirubrobacterales; 


80 


Cc 


onexibacte 
219846560 


gi 


gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; 


Saccharopolyspora. 


nomycineae; 


Ac 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


acea 
ref 


race 
ref 


e 10639 
Actinomyce 


tinomycetace 
NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_024825.1 


Nocardiacea 
NR_024803.1 
12137 


tales; Coryn 


NR_025543.1 


e; Thermoleo 
NR_028979.1 


ae; Conexiba 
NR_026152.1 


ia; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

4107002 4106970 3 35 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
ibosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

4137429 41373971 33 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 

ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4143691 4143659 1 33 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4236618 4236586 1 33 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

4238130 42381025 33 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 
nebacterineae; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Conexibacter woesei 


3  Conexibacter woesei Bacteria; 


cter. 
Saccharopolyspora 


3523483 3524884 Saccharopolyspora 


408144 Bacteria_16S 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 15358 


1534699 1534780 1 


81 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


408144 Bacteria_16S 


flava strain AS 4 


Saccharopolyspora. 


408144 Bacteria_16S 
43856 16S ribosomal RNA, partial sequence 26665 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


taberi strain DSM 


Saccharopolyspora. 


408144 Bacteria_16S 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 
Saccharopolyspora. 


spinosa Bacteria; 
Pseudonocardiaceae; 


408144 Bacteria_16S 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
408144 Bacteria_16S 
Rlha3 16S ribosomal RNA, partial sequence 32871 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesul 
408144 Bacteria_16S 


Nocardiopsaceae; 


islandicus strain 


strain YIM 90010 


888113 888193 1 


2666898 2666978 1 


2668416 2668495 1 


2401243 24013221 


3287514 3287593 1 


4061284 4061363 1 


80 


80 


80 


79 


79 


79 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408144 Bacteria_16S 
strain JCM3146 16S ribosomal RNA, partial sequence 


1528656 1528738 1 


82 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


408144 Bacteria_16S 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 
thiodismutans Bacteria; 


Desulfonatronum. 


408144 Bacteria_16S 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 
aeronauticum Bacteria; 
408144 Bacteria_16S 

hveragerdense strain JSP 16S ribosomal RNA, partial sequence 
hveragerdense Bacteria; 


2235843 2235917 1 
Proteobacteria; 
3246793 3246867 1 


Firmicutes; 


89365 89442 1 


Thermodesulfobacterium. 


408144 Bacteria_16S 
subterraneus strain C21 16S ribosomal RNA, complete sequence 
subterraneus Bacteria; 


Thermaerobacter. 


408144 Bacteria_16S 
thermophilum strain 7 16S ribosomal RNA, partial sequence 
thermophilum Bacteria; 


801654 801731 1 
Firmicutes; 


806174 806251 1 


Thermodesulfobacteria; 


Thermodesulfobacterium. 


408144 Bacteria_16S 


subroseum strain 


ferrooxidans DSM 
DSM 
Acidimicrobiaceae; 


874516 874597 1 


Streptosporangium. 
1360802 1360883 1 


1788368 1788449 1 


Clostridia; 


Thermodesulfobacteria; 


Clostridia; 


74 


Deltaproteobacteria; 


74 


77 


77 


77 


81 


81 


81 


gi 


Stre 


gi 


-1520 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 4060988 40624 
Streptosporang 


gi 


1528339 15297 
Streptosporang 


gi 


gi 


Clostridiales; 


gi 


Thermodesulfobacte 


gi 


Clostridiales; 


gi 


Thermodesulfobacter 


gi 


CY-7113 16S ribosomal RNA, partial sequence 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangiaceae; 
408144 Bacteria_16S 
10331 16S ribosomal RNA, 
10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobi 
Acidimicrobium. 
408144 Bacteria_16S 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 


gi 


complete sequence 13604 


gi 


saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 


408144 Bacteria_16S 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 


2750832 2750913 1 


Streptosporangiaceae; Microtetraspora. 


408144 Bacteria_16S 
JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangiaceae; 
408144 Bacteria_16S 

toyohensis strain ToBE 16S ribosomal RNA, partial sequence 
Firmicutes; 


sphaerica strain 


TOBE Bacteria; 


2752326 2752407 1 


Planomonospora. 
2755358 27554315 


Clostridia; 


81 


81 


Wt: 


gi 


gi 


gi 


Thermoanaerobacterales; 


219857414 


265678452 
88778 


219857212 


219857211 


219857459 
Actinomyc 


219846729 


219846178 


219857434 


219857575 


Desu 


219846756 


Pep 
265679003 


265678511 
Clo 
265678508 
80584 


265678462 


228719712 


219878343 
Actinomyc 
219857152 
Actinomy 


219857151 


ptosporang 


Pseu 


Pseu 


ref 


ref 


ref 


ref 


es; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


etal 


ref 


ref 


ales 


219857149 


ref 


13 Actinomadura 


ineae; Thermomonosporaceae; 


3 889225 Sacch 
donocardineae; 


99 2668066 Sacch 
donocardineae; 


2668117 26695 
Pseudonocardineae; 


2400924 24023 
etales; 


36 Nocardiopsis 


ineae; Nocardiopsaceae; Nocardiopsis. 


ineae; 


2235498 22369 
lfovibrionales; 


3246473 32479 
tococcaceae; 


89036 
riales; 


iales; 


874217 87563 
ales; 


61 1361925 Acidi 


ales; Acidimicrobineae; 


1788037 17895 


2750506 27519 
cetales; 


2752000 27534 
; Streptosporangineae; 


NR_025002.1 


NR_028754.1 


NR_024840.1 


NR_024839.1 


NR_025047.1 


NR_026321.1 


NR_025768.1 


NR_025022.1 


NR_025163.1 


NR_026348.1 


NR_029311.1 
90489 


NR_028814.1 


801287 802838 
stridiales Family XVII. 


NR_028811.1 


NR_028765.1 


NR_027584.1 


NR_025482.1 


es; 


NR_024780.1 


NR_024779.1 


NR_024777.1 


Actinomadura vinacea 
vinacea Bacteria; 


Saccharopolyspora 


aropolyspora flava 
Pseudonocardiaceae; 


Saccharopolyspora 


aropolyspora taberi 
Pseudonocardiaceae; 


Saccharopolyspora 


81 Saccharopolyspora 


Nocardiopsis 


72 Nocardiopsis 
Streptosporangineae; 


Thermodesulfovibrio 


91 3288591 Thermodesulfovibrio islandicus 
fovibrio. 


Nocardiopsis salina 
salina Bacteria; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 
Thermomonosporaceae; 


Desulfonatronum 


78 Desulfonatronum 


Desulfonatronumaceae; 


Desulfotomaculum 


48 Desulfotomaculum 
Desulfotomaculum. 


Thermodesulfobacterium 
Thermodesulfobacterium 


Thermodesulfobacteriaceae; 


Thermaerobacter 
Thermaerobacter 
Incertae Sedis; 


Thermodesulfobacterium 


2 807361 Thermodesulfobacterium 
Thermodesulfobacteriaceae; 


Streptosporangium 


5 Streptosporangium 
Streptosporangineae; 


Acidimicrobium 


microbium ferrooxidans 


Blastococcus 


19 Blastococcus 
Frankineae; Geodermatophilaceae; 


Microtetraspora 


49 Microtetraspora 
Streptosporangineae; 


Planomonospora 


45 Planomonospora 


Thermanaeromonas 


2754990 2756495 Thermanaeromonas toyohensis 
Thermoanaerobacteraceae; 


Thermanaeromonas. 


408144 Bacteria_16S 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 
nagasakiensis Bacteria; 


Thermaerobacter. 
408144 Bacteria_16S 
strain JCM 3166 1 


Planobispora. 
408144 Bacteria_16S 
parontospora subsp. 


Actinomycetales; 
408144 Bacteria_16S 


glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micropruina. 
408144 Bacteria_16S 


2756912 2756989 1 
Firmicutes; 


2820153 2820234 1 


2821647 2821728 1 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangineae; Streptosporangiaceae; 


2898365 2898446 1 


2904482 2904559 1 


Clostridia; 


77 


81 


81 


antibiotica Bacteria; Actinobacteria; 


81 


77 


gi 


Clostridiales; 


gi 


gi 


gi 


gi 


219857148 
sequenc 
cl 


219856910 


6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219856909 


219856857 
28980 


219856853 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacteria; 


Thermaerobacter. 
408144 Bacteria_16S 


Firmicutes; 


3010727 3010808 1 


Clostridia; 


81 


Clostridiales; 


gi 


Clos 


219846916 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 


multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 


Geodermatophilaceae; 
408144 Bacteria_16S 


longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 


408144 Bacteria_16S 


claviforme strain DSM 44127 16S ribosomal RNA, 


Modestobacter. 
3366824 3366905 1 


Streptosporangium. 
3368324 3368405 1 


81 


81 


gi 


gi 


partial 


claviforme Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 


408144 Bacteria_16S 


Streptosporangium. 
3369820 3369901 1 


81 


gi 


219846672 
sequence 
Actinomyc 


219846671 
sequence 


Actinomyce 


219846670 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 


carneum Bacteria; 


408144 Bacteria_16S 
album strain DSM 


Streptosporangium. 
408144 Bacteria_16S 
aggregatus strain 


Blastococcus. 
408144 Bacteria_16S 


wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; 
408144 Bacteria_16S 


zijingensis strain 6330 
Bacteria; Actinobacteria; 


Pseudonocardia. 
408144 Bacteria_16S 


taiwanensis strain LS-29 
taiwanensis Bacteria; Actinobacteria; 
Rubrobacter. 


Rubrobacteraceae; 
408144 Bacteria_16S 


Firmicutes; 


Streptosporangium. 
3371319 3371400 1 


3839974 3840055 1 


104834 104906 1 


Clostridia; 
815424 815504 1 


2155420 2155492 1 


2166113 2166193 1 


81 


81 


72 


80 


72 


80 


gi 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


B15 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


gi 


Actinobacteria; Actinobacteridae; Actinomycetal 
Streptosporangiaceae; 


219846669 
33709 
Stre 


219846335 
38396 
Fran 


265678993 
10448 

Thermoa 

265678502 


16S ribosomal RNA, partial sequence 81510 
Actinobacteridae; Actinomycetales; 


Pseu 


219857631 


3 16S ribosomal RNA, partial sequence 
Rubrobacteridae; 


Rubrobacte 


219857624 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequenc 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 


Pseudonocardiaceae; 
408144 Bacteria_16S 
synnemataformans 
synnemataformans 
Nocardiopsaceae; 
408144 Bacteria_16S 
dassonvillei subsp. 


Actinomycetales; 
408144 Bacteria_16S 
strain VKM Ac-179 


Rathayibacter. 
408144 Bacteria_16S 


Pseudonocardia. 
42612 42691 1 


84898 84977 1 


dassonvillei strain IMRU 509 16S ri 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; 


885056 885135 1 


1301289 1301368 1 


79 


79 


79 


79 


gi 


strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Acti 
Nocardiopsis. 


gi 


gi 


9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


265679035 
partial s 


265679006 
bosomal RN. 


Nocardiops 
265678454 
88470 


ales; Micr 


219846639 


Planomono 


ref 
ostr 


ref 


ref 
pa 


ref 


ref 


ref 


ref 
etal 
ref 
tale 
ref 
es; 
ref 
ptos 
ref 
kine 
ref 


naer 
ref 


dono 
ref 
rale 
ref 
tino 
ref 
eque 
nomy 


ref 
A, Pp 


is. 
ref 


Ococ 


e 2756546 275805 
70 Planobispora 


Streptosporanginea 


36 2899473 Microp 
Propioni : 


2904128 290561 
tridiales Family 


3010413 301189 
Actinomycet 
3366504 336795 
3368004 336944 
3369499 337094 
99 3372445 Strept 


32 3841072 Blasto 


6 105949 Thermo 


9 816530 Pseudo 
2155131 215660 


e 2165786 216722 


1 886196 Rathay 


NR_024776.1 
idiales Fami 
NR_024731.1 
e; 


Streptosp 


NR_024730.1 
rtial sequen 


spora. 
NR_024676.1 


bacterineae 


NR_024672.1 


NR_026508.1 
ales; Franki 
NR_026264.1 
es; Streptos 
NR_026263.1 
s; Streptosp 
NR_026262.1 
Streptospora 
NR_026261.1 


porangineae 


NR_025925.1 
ae; Geoderma 


NR_029301.1 


obacteraceae 
NR_028805.1 


cardineae; P 
NR_025220.1 
s; Rubrobact 
NR_025213.1 
mycetales; P 
NR_029343.1 
nce 42294 
cetales; Str 


NR_029314.1 
artial seque 


NR_028756.1 


cineae; Micr 


ref 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Modestobacter 
4 Modestobacter 
neae; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Thermoanaerobacter 
anaerobacter wiegelii 
; Thermoanaerobacter. 

Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Rubrobacter 
6 Rubrobacter 
erineae; 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


NR_026231.1 


Caldicellulosiruptor 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellu 


408144 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


408144 Bacteria_16S 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


strain DSM 44494 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


408144 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


408144 Bacteria_16S 


strain KS9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


408144 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


408144 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


losiruptor. 

1316574 1316653 1 79 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1639301 1639380 1 79 gi 
ribosomal RNA, partial sequence 


gi 


al 


Stre 
1740070 1740149 1 79 gi 
Stre 
1852503 1852582 1 79 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1876839 1876918 1 79 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

2252555 2252634 1 79 
bosomal RNA, partial sequence 


s 
2 

1 

; 


gi 


Stre 
2333119 2333198 1 79 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2510404 2510483 1 79 gi 

16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


al 
e; 


al 


2511911 25119901 79 gi 
7 16S ribosomal RNA, partial sequence 
Stre 

gi 


pt 


2598446 2598520 1 74 


dae; 


pt 


228715851 
1316224 13177 
Micr 
219878450 
1638983 16404 
ptosporang 
219878380 
16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


es; 


ptosporang 
219878299 


equence 


19878283 
sequence 
Actinomy 


219857564 
2252243 22536 
osporang 
219857507 


sequenc 


219857370 


25100 
es; 


219857369 


25115 
osporang 


219857269 


strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 25994 


Firmicutes; Clost 


408144 Bacteria_16S 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


408144 Bacteria_16S 


strain DSM 43377 


dassonvillei subs 


Actinomycetales; 


408144 Bacteria_16S 


umidischolae stra 
umidischolae Bact 
Nocardiopsaceae; 


408144 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


408144 Bacteria_16S 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


408144 Bacteria_16S 


macestii strain M 
Bacteria; Proteob 


408144 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


408144 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


408144 Bacteria_16S 


Nocardiopsis dassonvillei subsp. 


ridia; Clostridiales; Peptococcaceae; De 
3255690 3255769 1 79 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


3258715 3258794 1 


s 


79 gi 
Stre 

3260225 3260304 1 79 gi 
albirubida strain DSM 40465 16S rib 


pt 


p- os 


Streptosporangineae; Nocardiopsaceae; No 
4216631 42167101 79 gi 
in 66/93 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

795393 795471 2 79 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
1893927 1894001 1 74 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


qu 


, 


nc 
ep 


a; 


1977123 1977197 1 74 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
2573777 2573851 1 74 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


ib 
ue 
ia 


3698718 3698792 1 74 gi 
1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


nc 
ib 


equence 


Actinomyc 


219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


cardiops 


219846063 


ence 


Actinomy 


265678515 


e 79504 
tospiril 


219878268 
eq 


uence 
Desulfo 


219878210 


19767 
rionales 


219857285 


nce 
Desulf 


, 


219846437 


e 36983 
rionales 


3901120 39012011 81 gi 


219846294 


Actin 


Actinomycet 


Stre 


sulfotomacul 
219846750 


osporang 
219846747 
omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Incertae 


ref|NR_027540.1| Tropheryma whipplei 
07 Tropheryma whipplei str. Twist 
ococcineae; Tropheryma. 
ref|NR_025589.1| Nocardiopsis aegyptia 
69 Nocardiopsis aegyptia Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025519.1| Nocardiopsis halophila 
36 Nocardiopsis halophila Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
NR_025438.1| Thermobifida 

1852181 1853675 Thermobifida 
omycetales; Streptosporangineae; 


ref|NR_025422.1 
1876505 187800 
cetales; Strepto 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 
ref|NR_025152.1| Nocardiopsis composta 
96 Nocardiopsis composta Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025095.1| Nocardiopsis 
e 2332775 2334299 Nocardiopsis 
ales; Streptosporangineae; 


ref |NR_024958.1 
68 2511541 Nocard 


ptosporangineae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


ref|NR_024957.1 
92 2513043 Nocard 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 
um. 
ref |NR_026342.1 

3255372 325683 
etales; Streptos 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


ref |NR_026340.1 
56 Nocardiopsis alba Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_026339.1| Nocardiopsis 

partial sequence 3259907 3261367 


Nocardiopsis alba 


is. 
ref|NR_025653.1 

4216320 421777 
cetales; Strepto 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


ref |NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_025407.1 

1893578 189509 
vibrionales; Des 


Leptospirillum 
pirillum ferriphilum 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref|NR_024916.1 

2573428 257495 
ovibrionales; De 


Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Desulfovibrio 

7 Desulfovibrio 

sulfovibrionaceae; 


ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref |NR_025884.1 


Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Herbidospora cretacea 


strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 


Actinobacteria; A 
Herbidospora. 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosporangiaceae; 


408144 Bacteria_16S 
strain SEBR 2582 
Proteobacteria; 
408144 Bacteria_16S 
strain 961*00022/ 
Actinobacteria; Coriobacteridae; Coriobacteriales; 
408144 Bacteria_16S 48703 48776 8 80 
strain B 5329 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 404669 404750 1 81 
strain A288 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
408144 Bacteria_16S 469235 469316 1 81 
strain A10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
408144 Bacteria_16S 


4065913 4065987 1 74 


33770 33851 1 81 


1090005 1090086 1 81 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 
roseoviolacea Bacteria; Actinobacteria; Actinobacterida 


Nonomuraea. 
1098974 1099055 1 


Streptosporangiaceae; 


408144 Bacteria_16S 81 


macrocephala strain IFO 16266 16S ribosomal RNA, partia 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
408144 Bacteria_16S 
strain NRRL 15532 


Acrocarpospora. 


1106542 1106623 1 81 


Nonomuraea. 
408144 Bacteria_16S 
strain DF-32 16S 


1108092 1108173 1 81 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microbispora. 

408144 Bacteria_16S 1289312 1289393 1 81 gi|219846501|ref|NR_026093.1 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 12904 

Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
408144 Bacteria_16S 1345723 1345804 1 81 gi| 228720938 |ref|NR_027599.1 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachy 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brachybacterium. 

408144 Bacteria_16S 1527152 1527233 1 81 gi|219857435|ref|NR_025023.1 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

408144 Bacteria_16S 1530164 1530245 1 81 gi|219857433|ref|NR_025021.1 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 153130 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Thermomonosporaceae; Actinomadura. 

408144 Bacteria_16S 1539330 15394111 81 gi|219857376|ref|NR_024964.1 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossi 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
408144 Bacteria_16S 1665366 1665447 1 81 gi|219878431|ref|NR_025570.1 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

408144 Bacteria_16S 1746199 1746280 1 81 gi|219878376|ref|NR_025515.1 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 174730 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Thermomonosporaceae; Actinomadura. 

408144 Bacteria_16S 1762976 1763057 1 81 gi| 219878363 |ref|NR_025502.1 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 176264 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Dermabacteraceae; Brachybacterium. 

408144 Bacteria_16S 2261846 2261923 1 77 gi| 219857558 |ref|NR_025146.1 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 226299 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermo 
Thermodesulfobacterium. 

408144 Bacteria_16S 2308907 2308988 1 81 gi|219857523|ref|NR_025111.1 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
408144 Bacteria_16S 2342098 2342179 1 81 gi|219857500|ref|NR_025088.1 


NRRL B-24104 16S ribosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 4065569 40669 
Deltaproteobacteria; Desulfovibrionales; 


gi 


98 16S ribosomal RNA, partial sequence 


219846175 


265679041 
33436 


ref 
84 Desulfovibrio 
Desulfovibri 
ref 
34786 


Coriobacterineae; 


gi 


48372 
Actinomycineae; 
ref 
0 Actinomadura 


gi 


404351 40583 


265679031 
49856 


265678785 


ref 
Actinobaculum 


Ac 


Streptosporanginea 


gi 


468944 47039 


265678738 


ref 
5 Actinomadura 


Streptosporanginea 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


1107766 11092 


265678316 


265678310 
1 sequence 


265678304 
11062 


265678303 


ref 
1089685 10911 
e; Actinomycet 


ref 
1098650 11000 
Actinomyceta 


ref 
17 1107715 Nonomu 
Streptos 


ref 
07 Microbispora 


NR_025765.1 


onaceae; Des 
NR_029349.1 
Atopob 
Coriobacteri 
NR_029339.1 


tinomycetace 
NR_029090.1 


e; Thermomon 
NR_029043.1 
e; Thermomon 
NR_028618.1 


3 


ales; Strept 


NR_028612.1 


9 
Strepto 


les; 
NR_028606.1 


porangineae; 


NR_028605.1 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 

Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 

Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Brachybacterium 

bacterium faecium DSM 

Dermabacteraceae; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


desulfobacteriaceae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae 7 Nonomuraea. 


Crossiella equi strain 


2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 


408144 Bacteria_16S 


silvatica strain 


silvatica Bacteria; Actinobacteria; Actinobacteridae; Act 


Streptosporangiac 


408144 Bacteria_16S 


strain JCM 9373 1 


Planomonospora. 


408144 Bacteria_16S 


minutisporangium 


Frankineae; 


venezuelensis Bac 
Streptosporangiac 


408144 Bacteria_16S 
cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 
408144 Bacteria_16S 


strain DSM 43678 


strain DSM 43311 


Cryptosporangium minutisporangium Bacte 
Crypt 
408144 Bacteria_16S 
venezuelensis str 


2692489 2692570 1 81 gi 
TT 00-51 16S ribosomal RNA, partial se 


eae; Planotetraspora. 


2753822 2753903 1 81 gi 


les; Stre 
2797469 2797550 1 81 gi 
strain IFO 15962 16S ribosomal RNA, pa 


osporangiaceae; Cryptosporangium. 

2818660 2818741 1 81 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 
2937863 2937944 1 81 gi 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 
3249700 3249781 1 81 gi 
Stre 


3251200 3251281 1 81 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Microtetraspora. 
408144 Bacteria_16S 3902641 3902722 1 81 gi 


strain IFO 15965 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


408144 Bacteria_16S 
thermautotrophica 


thermautotrophica 
Sedis; Carboxydoc 


408144 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


408144 Bacteria_16S 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


408144 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


408144 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


408144 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


408144 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


408144 Bacteria_16S 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


408144 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


408144 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


408144 Bacteria_16S 


4207425 4207501 1 77 gi 
strain 41 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
ella. 

4218130 42182111 81 gi 
in L 46 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

71516 71596 1 80 gi 
ain 592 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Pseudonocardia. 

73074 73154 1 80 gi 
train 580 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
e; Pseudonocardia. 
257579 257651 1 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; Thermoa 
332013 332085 1 72 gi 
a strain JW 701/3 16S ribosomal RNA, c 


72 gi 


a Bacteria; Firmicutes; Clostridia; Th 
oorella. 
506248 506328 1 80 gi 


DVS 5al 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 

e; Pseudonocardia. 

522949 523029 1 80 gi 
ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


904930 905002 1 72 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
t's 

1063042 1063114 1 72 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 


6S ribosomal RNA, partial sequence 2753496 27 
Actinobacteria; Actinobacteridae; Actinomycetal 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 
16S ribosomal RNA, partial sequence 3250880 32523 


16S ribosomal RNA, partial sequence 3902319 39037 


complete sequence 257219 25873 


Actinomyce 


219857193 
quence 
inomycet 
219857150 
549 
ang 


ptospor 


219857118 
rtial sequ 


219856911 
1 sequence 


219856831 
1 sequence 
Actinomy 


219846754 


ptosporang 
219846753 


ptosporang 


219846293 


kineae; Cr 
219846070 
sequence 


stridiales; 


219846062 
uence 
Actinomy 


, 


265679016 
uence 


265679015 
equence 
dae; Actin 


265678890 


naerobacte 
265678839 
omplete se 
ermoanaero 


265678714 
quence 


265678703 
ence 52260 
ales; Pseu 


265678441 
ence 90455 
aerobacter 


265678335 
uence 
acillaceae; 
219878140 


1324307 1324386 1 79 gi 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 


kristjanssonii 17 
Family III. Incer 


7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 


Thermoanaerobacterales; 


ref 


ref 


ence 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 


2818334 28197 
e; Actinomycet 


ref 


2937540 29390 
ceta 


ref 


ref 


ref 


ref 


cl 


ref 


NR_024821.1 
3 
Streptospo 
NR_024778.1 


e; Streptosp 
NR_024746.1 


279714 


NR_024732.1 
7 
ales; Strept 
NR_024650.1 
0 
n 


les; Pseudo 


NR_026346.1 


e; Streptosp 
NR_026345.1 


e; Streptosp 


NR_025883.1 


sporangiacea 
NR_025660.1 


4207086 420854 


ostridiales 


NR_025652.1 


4217823 421929 


ceta 


ref 


71176 
e; Actinomycet 


ref 


72731 
omyc 


ref 


ref 


quen 
bact 


ref 


ref 


ref 


ref 


les; Strepto 
NR_029324.1 
72680 
ales; Pseudo 
NR_029323.1 
74244 
etales; Pseu 
NR_029198.1 


ae; Moorella 
NR_029144.1 
ce 331642 
erales; Ther 


NR_029019.1 


505922 507359 
tale 


s; Pseudonoc 


NR_029008.1 


2 524095 Pseudo 
dono 


cardineae; P 


NR_028743.1 


8 906118 Thermo 
ales 


; Thermoanae 


NR_028637.1 


1062699 106423 


Al 
ref 


icyclobacill 
NR_025279.1 


Planotetraspora 
9 Planotetraspora 
rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 
inea 


orangiaceae; 


Cryptosporangium 
5 2798614 


Planomonospora 
7 Planomonospora 
osporangineae; 


Actinoalloteichus 
7 Actinoalloteichus 


ocardineae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 
inea 


orangiaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
ypto 


e; Cryptosporangium. 
Carboxydocella 

0 Carboxydocella 

Family XVI. Incertae 


Actinomadura 
1 Actinomadura 
sporangineae; 


Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 


donocardineae; 


Moorella glycerini 


1 Moorella glycerini Bacteria; 
race 


group; Moorella. 
Moorella 

333194 Moorella 
moanaerobacteraceae; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 
Caldicellulosiruptor 


1323941 1325448 Caldicellulosiruptor 


HN 


hermoanaerobacterales 


408144 Bacteria_16S 1325812 1325892 1 80 gi|219846136|ref|NR_025726.1| Nocardia alba strain 


YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
408144 Bacteria_16S 1662302 1662382 1 80 gi|219878433|ref|NR_025572.1| Kibdelosporangium 


philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
408144 Bacteria_16S 1663842 1663922 1 80 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
408144 Bacteria_16S 1815981 1816061 1 80 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
408144 Bacteria_16S 1923958 1924038 1 80 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
408144 Bacteria_16S 1949947 1950027 1 80 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
408144 Bacteria_16S 1983378 1983450 1 72 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 
408144 Bacteria_16S 1984962 1985034 1 72 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 
408144 Bacteria_16S 2031998 2032070 1 72 gi|219878174|ref|NR_025313.1] Alicyclobacillus 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
408144 Bacteria_16S 2354174 2354250 2 77 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 

408144 Bacteria_16S 2434803 2434875 1 72 gi|219857431|ref|NR_025019.1]| Clostridium 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408144 Bacteria_16S 2669956 2670036 1 80 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 
408144 Bacteria_16S 3132908 3132988 1 80 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

408144 Bacteria_16S 3285999 3286071 1 72 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
408144 Bacteria_16S 3881126 3881202 1 76 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
408144 Bacteria_16S 338234 338313 1 79 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
408144 Bacteria_16S 938997 939072 1 75 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
408144 Bacteria_16S 1120219 1120262 1 44 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 
408144 Bacteria_16S 1304399 1304478 1 79 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 
408144 Bacteria_16S 2156985 2157064 1 79 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 


408144 Bacteria_16S 2408925 2409004 1 79 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

408144 Bacteria_16S 3487461 3487542 1 81 gi|219846584|ref|NR_026176.1| Actinotalea fermentans 
strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 3488602 Actinotalea fermentans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Actinotalea. 
408144 Bacteria_16S 3514613 3514692 1 79 gi| 219846566 |ref|NR_026158.1| Rathayibacter tritici 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
408144 Bacteria_16S 4026553 4026624 2 72 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

408144 Bacteria_16S 4165002 4165073 2 72 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

408144 Bacteria_16S 3242221 3242295 1 74 gi|219846759|ref|NR_026351.1| Desulfovibrio 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

408144 Bacteria_16S 23032 23105 1 73 gi|265679048|/ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408144 Bacteria_16S 118636 118717 1 81 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

408144 Bacteria_16S 136844 136925 1 81 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

408144 Bacteria_16S 138403 138484 1 81 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
408144 Bacteria_16S 139932 140013 1 81 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
408144 Bacteria_16S 144436 144517 1 81 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

408144 Bacteria_16S 322651 322728 1 77 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 
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408144 Bacteria_16S 1170176 1170257 1 81 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 

408144 Bacteria_16S 1218454 1218535 1 81 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

408144 Bacteria_16S 1299710 1299791 1 81 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
408144 Bacteria_16S 1344193 13442741 81 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 

408144 Bacteria_16S 1348795 1348876 1 81 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

408144 Bacteria_16S 1447296 1447369 1 73 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

408144 Bacteria_16S 1463762 1463835 1 73 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

408144 Bacteria_16S 1625705 1625786 1 81 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

408144 Bacteria_16S 1727857 1727938 1 81 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408144 Bacteria_16S 1805251 1805332 1 81 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

408144 Bacteria_16S 1806789 1806870 1 81 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 1807932 Oerskovia jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

408144 Bacteria_16S 2052224 2052305 1 81 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

408144 Bacteria_16S 2194932 2195013 1 81 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

408144 Bacteria_16S 2223568 2223645 1 77 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 

408144 Bacteria_16S 2310420 2310501 1 81 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

408144 Bacteria_16S 2357293 23573741 81 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

408144 Bacteria_16S 2493736 2493817 1 81 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

408144 Bacteria_16S 2659563 2659644 1 81 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

408144 Bacteria_16S 2682152 2682225 1 73 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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gi 


gi 


CP-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 


gi 


219857513 


219857126 


219857125 


219846866 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 


sulfurophilus Bacteria; 
Thermoanaerobacter. 
408144 Bacteria_16S 
strain M408/89/1 


Firmicutes; 
3201395 3201475 1 
Corynebacterium. 


408144 Bacteria_16S 
mastitidis strain 


3205855 3205935 1 


Corynebacterium. 
408144 Bacteria_16S 
strain ATCC 43910 


3636341 3636421 1 


Mycobacterium. 
408144 Bacteria_16S 
brockii subsp. 


3882698 3882770 1 


Thermoanaerobacterales; 
408144 Bacteria_16S 4047892 4047964 1 
vulcanalis strain 
Bacteria; 


408144 Bacteria_16S 159717 159796 1 


Clostridia; 


80 


80 


80 


72 


finnii Bacteria; 


72 


79 


gi 


gi 


S-8 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


Thermoanaerobacterales; 


219846787 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846784 


219846481 


219846307 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


219846188 


CsHg2 16S ribosomal RNA, partial sequence 40475 
Firmicutes; Bacillales; Alicyclobacillaceae; 


265678956 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 


helvolus Bacteria; 
Pseudoclavibacter. 
408144 Bacteria_16S 377048 377127 1 
XILO1 16S ribosomal RNA, 


408144 Bacteria_16S 401587 401666 1 
subsp. nitratus strain IMET 11532, 


Microbacteriaceae; Agromyces. 

408144 Bacteria_16S 441862 441941 1 
psychraerophilum 
psychraerophilum 
Bifidobacterium. 


408144 Bacteria_16S 536654 536733 1 


complete sequence 


79 


79 


79 


79 


strain CR 16S ribosomal RNA, partial sequence 


Proteobacteria; 


408144 Bacteria_16S 686703 686774 2 


cetonica strain 480 16S ribosomal RNA, partial sequence 


Bacteria; 


408144 Bacteria_16S 886594 886673 1 


72 


79 


Actinobacteria; Actinobacteridae; Ac 


gi 


gi 


16S ribosomal RNA, p 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actin 


gi 


strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


gi 


265678803 


376697 378215 Agromyces 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


265678787 


265678760 
sequence 


265678694 


536318 53780 


gi 


gi 


strain VKM Ac-1804 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 


408144 Bacteria_16S 
halophilum strain 


1112638 11127171 


Microbacterium. 
408144 Bacteria_16S 
strain ES10.1 16S 


1130763 1130842 1 


408144 Bacteria_16S 1136808 1136887 1 
CMS 81 16S ribosomal RNA, 


complete sequence 


79 


79 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


79 


gi 


76 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


265678591 
68634 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


265678453 
88624 


265678300 
e 11123 


253680769 


1130448 11319 


gi 


Stre 


253680765 


2323867 2325209 Coryne 
Corynebacterineae; 


2786786 2788314 Alicyc 
Alicyclobacillus. 


3205525 3207001 Coryne 
Corynebacterineae; 


3636002 3637503 Mycoba 
Corynebacterineae; 


Firmicutes; 


Thermoanaerobacter. 


Alicyclobacillus. 


tinomycetales; 


artial sequence 
obacteridae; Actinomycetal 


Bifidobacteriales; 


ptosporangineae; 


ref |NR_025230.1 
214009 
Veillonellaceae; 


ref |NR_025101.1 
c 


ref|NR_024754.1 
Alicycloba 


ref|NR_024753.1 


NR_026458.1 
3083185 308466 
Thermoana 


ref |NR_026379.1 


Corynebacte 


ref |NR_026376.1 


Cc 


ref |NR_026073.1 


M 
ref 


NR_025897.1 
388233 


ref|NR_025778.1 
66 4049023 Alicyc 


ref |NR_029264.1 

159387 160848 
Micrococcin 
ref|NR_029108.1 
ulmi Bacter 
Agromyces. 
NR_029092.1 
401266 


ref 


ref|NR_029065.1 
441527 442954 
B 


ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref|NR_028896.1 


ref|NR_028755.1 
7 887732 Agreia 


ref |NR_028601.1 
07 1113789 Microb 


ref|NR_028017.1 
04 Nocardiopsis 
Nocardiop 


Clostridia; 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Thermoanaerobacter 
6 Thermoanaerobacter 


erobacteraceae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Thermoanaerobacter 
8 3883860 


Alicyclobacillus 
lobacillus vulcanalis 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Bifidobacterium 
Bifidobacterium 


ifidobacteriaceae; 


Caminibacter profundus 


profundus Bacteria; 


Desulfosarcina 


3 687857 Desulfosarcina cetonica 
Desulfobacteraceae; 


Desulfosarcina. 
Agreia bicolorata 
bicolorata Bacteria; 


Microbacterium 
acterium halophilum 


Micrococcineae; Microbacteriaceae; 


Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 


ref|/NR_028013.1 


Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 


Leifsonia aurea strain 


1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 


408144 Bacteria_16S 


CMS 
Actinobacteridae; 


408144 Bacteria_16S 
chloroethenica st 
chloroethenica Ba 


Desulfuromonas. 


408144 Bacteria_16S 
ferrooxidans stra 
Bacteria; Nitrosp 
408144 Bacteria_16S 
la 
Thermoanerobacter brockii subsp. 
Thermoanaerobacte 
408144 Bacteria_16S 
paraoxydans strai 
Bacteria; Actinob 


brockii subsp. 


Microbacterium. 


metallicus strain 
Bacteria; Actinob 


Nocardiopsis. 


flaccumfaciens pv 


Actinomycetales; 
strain P 297/02 1 
herbarum strain P 


herbarum Bacteria 
Curtobacterium. 


1138359 1138438 1 79 gi 
Actinomycetales; Micrococcineae; Micr 
1268321 1268364 1 44 gi 
rain TT4B 16S ribosomal RNA, partial s 


cteria; Proteobacteria; Deltaproteobac 


1431862 1431940 2 79 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1505942 1506013 2 72 gi 
ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 

Thermoanaerobacteraceae; Thermo 
1697409 1697488 1 79 gi 
n CF36 16S ribosomal RNA, partial sequ 


rales; 


253680764 


76x 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
obacteriac 


219846421 
equence 
teria; Des 
224581434 
ence 14315 
eptospiril 
219846365 
somal RNA, 
Bacteria; 
an 
219878409 
ence 16970 


aerobact 


ref 
onia 


NR_028012.1 
rubra Bacte 
eae; Leifsonia. 
ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 
ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref|NR_025548.1 
56 1698545 Microb 


Leifsonia rubra strain 
ria; Actinobacteria; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Leptospirillum 
pirillum ferrooxidans 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Microbacterium 
acterium paraoxydans 


acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
408144 Bacteria_16S 1743159 1743238 1 79 gi|219878378|ref|NR_025517.1| Nocardiopsis 
R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
408144 Bacteria_16S 1811370 1811449 1 79 gi|219878328|ref|NR_025467.1| Curtobacterium 
- flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; Curtobacterium. 
408144 Bacteria_16S 1819047 1819126 1 79 gi|219878323|ref|NR_025462.1| Plantibacter flavus 
6S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
408144 Bacteria_16S 1820572 1820651 1 79 gi|219878322|ref|NR_025461.1| Curtobacterium 
420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
1822104 1822183 1 79 gi|219878321|ref|NR_025460.1| Agreia pratensis 


408144 Bacteria_16S 


strain P 229/10 1 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


408144 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


408144 Bacteria_16S 


strain K265 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


strain K300 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


408144 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


408144 Bacteria_16S 


strain DSM 40297 


strain DSM 9580 1 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


408144 Bacteria_16S 


Clostridium stercorarium subsp. 


1986549 1986592 1 44 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 

2325622 2325701 1 79 gi 
p- leptospartum strain ATCC 35414 16S 
lostridium. 

2360322 2360401 1 79 
ibosomal RNA, partial sequence 


gi 


Micr 
2361846 2361925 1 79 gi 
ibosomal RNA, partial sequence 
Micr 
2784008 2784087 1 79 gi 
in VKM Ac-2059 16S ribosomal RNA, part 


; Okibacterium. 


3160325 3160368 1 44 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3257203 3257282 1 79 gi 


Stre 


3351397 3351476 1 79 gi 


3511567 3511646 1 79 gi 
SM 20427 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
3513089 3513168 1 


79 gi 


eria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 


ococcineae 
219878204 
sequence 

ia; Myxoco 


, 


219857512 
ribosomal 


219857487 


2360002 23614 


ococcineae 
219857486 


2361525 23629 
occineae; 


oc 
219857127 
ial sequen 
; Actinomy 
219846815 
ce 31599 
omonadales 
219846749 


16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


ptosporang 
219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 


ococcineae 
219846568 
quence 
tinomyceta 


219846567 


strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 35142 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 


3516135 3516214 1 79 gi 


ococcineae 
219846565 


; Microbacteriac 
ref |NR_025343.1 

1986193 198770 
ccales; Cystobac 


ref 
RNA, 


NR_025100.1 
partial seq 


ref|NR_025075.1 


7 Mi 
ref 


crobacteriac 
NR_025074.1 


; Microbacteriac 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref|NR_026275.1 


; Microbacteriac 
ref |NR_026160.1 

3511236 351270 
les; Micrococcin 


ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Cystobacter 

9 Cystobacter 

terineae; 


Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Okibacterium 

8 Okibacterium 
ccineae; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 


ref |NR_026157.1 


Curtobacterium luteum 


strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 3517276 Curtobacterium luteum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


408144 Bacteria_16S 


3517657 3517736 1 79 gi 


219846564 


strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 35187 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


408144 Bacteria_16S 


michiganensis sub 


Actinomycetales; 


408144 Bacteria_16S 


strain 20-5 16S r 


3581680 3581759 1 79 gi 
p- thermolacticum strain TX41 16S ribo 


lostridium. 
3768763 3768842 1 79 gi 
species tessellarius strain 78181 16S 


Micrococcineae; Microbacteriaceae; Cla 
4023543 4023622 1 79 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408144 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


408144 Bacteria_16S 


conspicuum strain 
conspicuum Bacter 
Mycobacteriaceae; 


408144 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


408144 Bacteria_16S 


strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 


408144 Bacteria_16S 


strain FI-0169 16 


95618 95692 1 74 


gi 


ria; Proteobacteria; Deltaproteobacter 

107802 107884 1 82 gi 
3895/92 16S ribosomal RNA, partial se 

ia; Actinobacteria; Actinobacteridae; 

Mycobacterium. 


293858 293900 2 44 


gi 
Chlorobi; Chlorobia; Chlorobiale 
333549 333631 1 82 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


eria; 


530550 530632 1 82 
S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Mycobacterium avi 


408144 Bacteria_16S 


strain gM-1 16S r 


um complex (MAC). 
712134 712216 1 82 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


408144 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


408144 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


408144 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


408144 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


408144 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


408144 Bacteria_16S 


HTCC2155 strain H 
HTCC2155 Bacteria 


408144 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


408144 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


408144 Bacteria_16S 


854754 854836 1 82 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

922048 922090 2 44 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
923618 923660 2 44 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
969867 969941 1 74 gi 


gi 


cteria; Proteobacteria; Deltaproteobac 
1133790 1133872 1 82 gi 


CECT 5990 16S ribosomal RNA, partial s 


e; Corynebacterium. 
1368336 1368410 1 74 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1371384 1371454 3 72 gi 
TCC2155 16S ribosomal RNA, partial seq 
; Lentisphaerae; Lentisphaerales; Lent 
1457684 1457734 32 81 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


1475792 1475874 1 82 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1848131 1848181 32 81 gi 


n Aspo2 16S ribosomal RNA, partial seq 


in 6030 16S ribosomal RNA, partial seq 


rain JJ 16S ribosomal RNA, partial seq 


ococcineae 
219846521 
somal RNA, 


219846385 
ribosomal 


vibacter. 
219846207 


4023267 40246 


ococcineae 
265678999 
uence 

ia; Desulf 


265678990 
quence 
Actinomyce 


265678864 

uence 

s; Chlorob 

265678838 
33324 

ales; Cory 


265678698 


530243 53169 


nebacterin 


265678574 


711792 71330 


nebacterin 
265678475 
equence 

dae; Actin 


265678430 


921679 92319 


Desulfoba 
265678429 
nce 92324 
acterales; 
265678397 
uence 
teria; Des 
253680767 
equence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


228718692 
ence 13679 
ibrionales 
228718145 
uence 

isphaerace 
224581414 
al sequenc 
Actinomyce 


219878445 
1 sequence 
; Actinomy: 
mplex (MAC 
219878303 


hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Arcanobacterium. 


ref 


7 Mi 
ref 
par 


ref 
RNA, 


ref 


7 Mi 
ref 


ovib 
ref 
tale 
ref 


iace 
ref 


neba 
ref 
eae; 
ref 


eae; 
ref 


omyc 
ref 


cter 
ref 


Des 
ref 


ulfo 


ref 


R 


ales 
ref 


7 De 
ref 


ae; 
ref 


tale 
ref 
ceta 


is 


ref 


95265 


107522 10891 


293547 29500 


5 334704 Mycob 


4 Mycobacterium 


8 Mycobacterium 


854408 85593 


8 Desulfofrigus 


9 924771 Desul 


969528 97104 


133500 11348 


77 1369516 Desul 


1371035 13725 


e 1457334 14587 


1475465 14769 


NR_026156.1 


crobacteriac 
NR_026113.1 
tial sequenc 


NR_025976.1 
partial seq 


NR_025797.1 


crobacteriac 
NR_029307.1 
96764 
rionales; De 
NR_029298.1 
7 
s; Corynebac 
NR_029170.1 
5 
ae; Prosthec 
NR_029143.1 
a 


cterineae; M 


NR_029003.1 
Mycobacteri 
NR_028879.1 


Mycobacteri 
NR_028778.1 
1 


Prop 


etales; 
NR_028732.1 


aceae; Desul 
NR_028731.1 
£ 
ulfobacterac 
NR_028699.1 
9 


vibrionales; 


NR_028015.1 
8 
t 


; Corynebac 


NR_027575.1 
£ 
sulfovibrion 
NR_027571.1 
1 
Lentisphaer 
NR_027195.1 
a 
c 


o@ 


s; Actinomy 


NR_025584.1 
3 
b 


les; Coryne 


NR_025442.1 


Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Desulfovibrio 
Desulfovibrio 

sulfovibrionaceae; 


Mycobacterium 
Mycobacterium 
terineae; 


Prosthecochloris 
Prosthecochloris 
ochloris. 
Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 

Propionibacterium 

Propionibacterium 
ionibacterineae; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 

Lentisphaera araneosa 

2 Lentisphaera araneosa 
Arcanobacterium 

5 Arcanobacterium 

ineae; Actinomycetaceae; 


Mycobacterium avium 
6 Mycobacterium avium 


acterineae; 


Arcanobacterium 


1847763 1849248 Arcanobacterium 


408144 Bacteria_16S 


strain DSM 12838 
Proteobacteria; 


Bacteria; Actinob 


Mycobacterium; My 
408144 Bacteria_16S 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


408144 Bacteria_16S 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


408144 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


408144 Bacteria_16S 


strain ATCC 927 1 


strain NRCM 00-25 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
408144 Bacteria_16S 


australiense stra 
australiense Bact 
Propionibacteriac 


408144 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


408144 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


408144 Bacteria_16S 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


408144 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


408144 Bacteria_16S 


strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 


408144 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


408144 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


408144 Bacteria_16S 


nebraskense strai 
nebraskense Bacte 
Mycobacteriaceae; 


408144 Bacteria_16S 


strain M175 16S r 
Actinobacteria; A 


408144 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


408144 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


D 
408144 Bacteria_16S 
pinnipedii strain 


1933150 1933192 1 43 gi 


eltaproteobacteria; Desulfovibrionales; 


2111697 2111779 1 82 gi 
6482 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2128369 2128451 1 82 gi 
420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculos 
2129850 2129932 1 82 gi 
in ATCC 19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 
2134369 2134451 1 82 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
cobacterium tuberculosis complex. 
2164561 2164643 1 82 


nc 
al 


ATCC 25 


al 


r 


al 


gi 
; Actinomycetales; Cory 
2217599 2217681 1 82 gi 
5 16S ribosomal RNA, partial sequence 


ne 


ne 
2358808 2358890 1 82 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 

2606080 2606154 1 74 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3431503 3431585 1 82 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

3432952 3433034 1 82 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


ia 


, 


ne 
ib 


s 
Ac 


en 
al 


3622538 3622620 1 82 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
; Mycobacteriaceae; Mycobacterium; Myc 
3625584 3625666 1 82 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


pa 


ob 


al 


3663922 3664004 1 82 gi 
DSM 44277 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

3767285 3767359 1 74 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


se 
a; 


4062814 4062896 1 82 gi 
n UNMC-MY1349 16S ribosomal RNA, compl 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


et 
A 


219878239 
16S ribosomal RNA, partial sequence 1932811 19342 


e 
es; 


219857649 


quence 


219857645 
21340 
Cory 


es; 


219857625 
6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae 
408144 Bacteria_16S 


219857264 
26057 
rionales 
219846623 


e 


equence 


219846621 
ce 34326 
Cory 


es; 


219846490 
rtial se 
Actinobac 


36252 
es; 


219846462 


uence 


219846386 


quence 


219846177 
e sequen 


ctinomyc 


4233276 4233358 1 82 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
103294 103375 1 81 gi 
21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


al 


109302 109383 1 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


81 gi 


408144 Bacteria_16S 


strain CE40 16S r 


123227 123308 1 81 gi 
ibosomal RNA, partial sequence 


219846046 
4232932 42344 
nebacterin 
265678994 


10297 
es; 


265678989 
108968 110448 Kocur 
ococcaceae 
265678980 
122905 124298 Cellulomonas hominis Bacteria; 


inomycet 
is compl 
219857648 
sequenc 
Actinomy 


bacterin 
219857587 
22172 
bacterin 
219857488 
1 sequen 
Actinomy 


tinomyce 


acterium avi 
219846488 


Cory 


inomycet 


Desulfo 


Cory 


ref|NR_025378.1 
biaceae; Des 
ref|NR_025249.1 
81 2112761 Mycob 
nebacterineae; 


ref|NR_025238.1 
2128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; 


ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


ref|NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref|NR_026215.1 

3431175 343257 
tales; Corynebac 


ref|NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


ref 
quen 
teri 


NR_026082.1 
ce 362222 
dae; Actinom 
um complex ( 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; M 


ref|NR_026054.1 
3663577 366509 
ales; Corynebact 


’ 


ref|NR_025977.1 
3766971 376838 
vibrionales; Des 


ref|NR_025767.1 
ce 4062487 406399 
etales; Coryneba 


ref |NR_025636.1 
22 Mycobacterium 
eae; Mycobacteri 
ref |NR_029302.1 
6 104435 Tsukam 
nebacterineae; T 


ref 
iav 
7 Ko 


NR_029297.1 
arians Bacte 
curia. 


a 
M 


M 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicro 
219857660 
21113 
Cory 


ulfomicrobium. 
Mycobacterium 

cterium pinnipedii 

ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 

Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 

Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Desulfovibrio 

ovibrio burkinensis 

aceae; Desulfovibrio. 
Corynebacterium 

5 Corynebacterium 

terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 
ycetales; 
MAC). 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Tsukamurella pulmonis 
urella pulmonis 
sukamurellaceae; 


Kocuria varians strain 
ria; Actinobacteria; 


ref|NR_029288.1 


Cellulomonas hominis 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 


408144 Bacteria_16S 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Arthrobacter. 
408144 Bacteria_16S 


133889 133970 1 


147355 147436 1 


81 


81 


gi 


gi 


265678973 
13354 


265678964 


aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


Kineosporiaceae; Kineococcus. 


408144 Bacteria_16S 


219540 219612 1 


72 


gi 


Actinomyc 


265678916 


kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 


kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; 


408144 Bacteria_16S 
genavense strain 


Mycobacterium. 
408144 Bacteria_16S 


220993 221074 1 


245515 245596 1 


81 


81 


gi 


2289 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


265678915 
22065 


265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
408144 Bacteria_16S 
strain MCRL 0044 


265021 265102 1 


81 


gi 


Actinomyc 


265678883 


16S ribosomal RNA, partial sequence 264725 26613 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


408144 Bacteria_16S 


280103 280180 1 


77 


gi 


265678873 


sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 


sulfurreducens Bacteria; 


Geobacter. 
408144 Bacteria_16S 
strain F 628 16S 


408144 Bacteria_16S 
japonicum strain 


Proteobacteria; 


296935 297016 1 


342722 342803 1 


Deltaproteobac 


81 


ribosomal RNA, partial sequence 


81 


gi 


teria; Des 


265678862 


296587 29794 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


265678829 


YU 636-3 16S ribosomal RNA, partial sequence 


japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Cryptosporangium. 
408144 Bacteria_16S 
strain YIM 70081 


359009 359090 1 


81 


gi 


265678815 


16S ribosomal RNA, partial sequence 358665 36015 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408144 Bacteria_16S 


sandarakina strain YIM 70009 16S ribosomal RNA, partial 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 
408144 Bacteria_16S 


castelarensis strain BJ-608 16S ribosomal RNA, 
castelarensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 


Streptomycetaceae; 
408144 Bacteria_16S 


nipponensis strain HKI 0315 16S ribosomal RNA, 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
408144 Bacteria_16S 
strain XILO8 16S 


Xylanibacterium. 
408144 Bacteria_16S 
ferralitis strain 


ribosomal RNA, 


360555 360636 1 


367969 368050 1 


373945 374026 1 


406226 406307 1 


409282 409363 1 


81 


81 


81 


81 


complete sequence 


81 


gi 


gi 


partial 


gi 


partial 


gi 


265678814 
sequence 
Actinomyc 


265678809 
sequence 


265678805 
sequence 
Actinomyc 


265678784 


405881 40739 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
408144 Bacteria_16S 


halotolerans strain YIM70084 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 
408144 Bacteria_16S 


putterlickiae strain F18-98 16S ribosomal RNA, 
putterlickiae Bacteria; Actinobacteria; Actinobacterida 
Kitasatospora. 


Streptomycetaceae; 
408144 Bacteria_16S 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, parti 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 
Saccharothrix. 


Actinosynnemataceae; 
408144 Bacteria_16S 


Streptomyces. 


429475 429556 1 


435687 435768 1 


449507 449588 1 


478420 478501 1 


81 


81 


81 


81 


gi 


gi 


partial 


gi 


gi 


265678782 


SFOp68 16S ribosomal RNA, partial sequence 


Actinomyce 
265678768 
sequence 


Actinomy 


265678764 
sequence 


265678755 
al sequenc 


265678732 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


Coryneba 


e; Actinomycet 


e; Actinomycet 


ref 


ref 
etal 


ref 


ref 


ref 
etal 
ref 


eae; 
ref 


ulfu 
ref 


eae; 
ref 


ales 
ref 


> Mi 
ref 


etal 


ref 


ref 
etal 

ref 
Pr 

ref 
tale 
ref 
ceta 


ref 


ref 


ref 


6 135015 Arthro 
Micrococ 


147044 148460 


219184 220608 
Geobacill 


9 222097 Mycoba 
cterineae; Mycobacteriaceae; 


245166 246646 
Corynebacterineae; 


279814 281221 


9 Mycobacterium 


342395 343854 


4 Nesterenkonia 


360205 361665 


367645 369119 


373661 375050 


Streptomycineae; 


408966 410455 


429128 430610 


435340 436871 


e 449186 450615 
e; Actinomycet 


NR_029281.1 
cineae; Micr 
NR_029272.1 
es; Kineospo 
NR_029224.1 


us. 
NR_029223.1 


NR_029206.1 
es; 
NR_029189.1 


Pseudonocar 
NR_029179.1 


romonadales; 
NR_029168.1 


Mycobacteri 
NR_029134.1 


; Frankineae 


NR_029120.1 


crococcaceae 
NR_029119.1 


es; Micrococ 
NR_029114.1 
ales; Strept 
NR_029110.1 
es; 
NR_029089.1 
omicromonosp 
NR_029087.1 
s; Streptomy 
NR_029073.1 


les; Microco 


Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Kineococcus 
Kineococcus 
riineae; 


Geobacillus 
Geobacillus 


Mycobacterium 
cterium genavense 


Rhodococcus 
Rhodococcus 


diaceae; Kutzneria. 
Geobacter 
Geobacter 
Geobacteraceae; 


terrae Bacteria; 


Cryptosporangium 
Cryptosporangium 


lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 


Streptomyces 
Streptomyces 
omycineae; 


Kitasatospora 
Kitasatospora 


oraceae; 


Streptomyces 
Streptomyces 
cineae; 


Nesterenkonia 
Nesterenkonia 


NR_029069.1 
ales; Strept 
NR_029060.1 


ales; Pseudo 


Kitasatospora 
Kitasatospora 
omycineae; 


Saccharothrix 
Saccharothrix 
nocardineae; 


NR_029037.1 


Mycobacterium 


478074 479572 Mycobacterium 


Nocardiaceae; 


Kutzneria viridogrisea 
4 Kutzneria viridogrisea Bacteria; 


Mycobacterium terrae 


aceae; Mycobacterium. 


; Cryptosporangiaceae; 


Nesterenkonia lutea 


cineae; Micrococcaceae; 


Xylanibacterium ulmi 
3 Xylanibacterium ulmi Bacteria; 


ccineae; Micrococcaceae; 


408144 Bacteria_16S 
kerguelensis stra 
kerguelensis Bact 


Arthrobacter. 


408144 Bacteria_16S 
gangotriensis str 


gangotriensis Bac 


Micrococcaceae; Arthrobacter. 


408144 Bacteria_16S 
ciconiae strain B 


Bacteria; Actinob 
Corynebacterium. 


408144 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


408144 Bacteria_16S 


flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 


408144 Bacteria_16S 


strain B22P3 16S 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


408144 Bacteria_16S 


strain E846 16S r 


strain Muenster 2 
Bacteria; Actinob 


408144 Bacteria_16S 


strain HKI 0120 1 


strain HKI 0119 1 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


408144 Bacteria_16S 


strain CMS90 16S 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


408144 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


408144 Bacteria_16S 


strain 216 16S ri 


Luteococcus. 


408144 Bacteria_16S 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


408144 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


408144 Bacteria_16S 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 


Deferribacterales; 


; Streptomyces. 


; Streptomyces. 


esterenkonia. 


; Streptomyces. 


ceae; Xylanimonas. 


; Streptomyces. 


408144 Bacteria_16S 


493937 494018 1 
in KGN15 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae 


495442 495523 1 
ain LzlyY 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 


524439 524519 1 
$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


542728 542809 1 
osomal RNA, partial sequence 


598589 598670 1 
ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 600119 600200 1 
rain D13P3 16S ribosomal RNA, 


cteria; Actinobacteria; Actinobacteridae; 


624559 624640 1 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
408144 Bacteria_16S 630701 630782 1 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
635264 635345 1 
6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 636795 636876 1 
6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 641431 641512 1 
rain EL-30 16S ribosomal RNA, 


cteria; Actinobacteria; Actinobacterid 


646131 646212 1 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 656442 656523 1 
s strain NRRL B-12234 16S ribosomal RN 


s Bacteria; Actinobacteria; Actinobact 


704719 704800 1 
EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


707543 707624 1 
bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


713693 713774 1 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


781709 781790 1 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


786276 786357 1 
ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


810818 810899 1 


81 


81 


80 


81 


Deferribacteraceae; 
553453 553534 1 
in CBS 101.34 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


81 


81 


81 


81 


81 


81 


81 


81 


81 


81 


81 


81 


81 


81 


81 


81 


partial 


partial 


gi 


gi 


gi 


gi 


gi 


265678722 


265678721 


ref 
493586 49506 


; Actinomyceta Micrococcineae; Micrococcaceae; 


ref 
495118 49657 


NR_029027.1 
#4 
les; 


NR_029026.1 
1 


Arthrobacter 
Arthrobacter 


Arthrobacter 
Arthrobacter 


e; Actinomycetales; Micrococcineae; 

265678702|ref|NR_029007.1| Corynebacterium 

e 524146 525550 Corynebacterium ciconiae 

ales; Corynebacterineae; Corynebacteriaceae; 

265678690|ref|NR_028995.1| Deferribacter abyssi 
542382 543900 Deferribacter abyssi Bacteria; 

Deferribacter. 

265678683|ref|NR_028988.1| Streptomyces 

al sequence 553128 554608 Streptomyces 


gi 


598291 59976 


Stre 
gi 


gi 


624219 62572 


gi 


gi 


gi 


gi 


gi 


645783 64725 


gi 


gi 


gi 


707255 70861 
ionibacterinea 


gi 


gi 


gi 


265678653 


265678652 
sequence 


265678635 


265678630 
e 63034 
ales; 
265678627 


ococcineae; 
265678626 


ococcineae; 
265678623 

sequence 

ae; 


265678620 
ococcineae; 


265678612 
A, partial 


265678579 
ence 70441 
ales; 


265678577 


265678573 
ce 71335 
ales; 


265678524 
sequence 
dae; 


265678521 
quence 


gi 


265678505 


; Actinomyceta 


ref 
1 Streptomyces 
ptomycineae; 
ref Ps 
599812 60129 
Actinomyce 


ref 
5 Mycobacterium 


ref 
9 631823 Kytoco 
Micrococ Dermacoccaceae; 
ref 


2 Knoellia subterranea Bacteria; 


ref 
1 Knoellia sinensis Bacteria; 


ref nd 
641107 642573 
Actinomyce 


ref 
9 Arthrobacter roseus Bacteria; 


ref 
eridae; Actino 


ref 
6 705838 Friedmanniella lacustris 
Propioni 


ref 
7 Luteococcus peritonei Bacteria; 


ref 
9 714869 Mycoba 
Coryneba 


ref 
781358 78287 
Actinomyc 


ref 
785920 78741 


e; Actinomycet 


re 


s 


In 


In 


Mi 


seq 


les; Strepto: 


NR_028958.1 


treptomyceta 
NR_028957.1 
3 
tales; Strep 
NR_028940.1 


Mycobacteri 
NR_028935.1 


cineae; 
NR_028932.1 


trasporangia 
NR_028931.1 


trasporangia 
NR_028928.1 


tales; Micro 


NR_028925.1 


crococcaceae 
NR_028917.1 
uence 656132 
mycetales; S 


NR_028884.1 
bacterineae; 
NR_028882.1 
e; Propionib 
NR_028878.1 
cterineae; M 
NR_028828.1 


5 


etales; Micr 
NR_028825.1 
8 


ales; Strept 


£ 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


mycineae; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 

Kytococcus schroeteri 
ccus schroeteri 
Kytococcus. 
Knoellia subterranea 


ceae; Knoellia. 
Knoellia sinensis 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Arthrobacter roseus 
; Arthrobacter. 

Streptomyces 

657614 Streptomyces 
treptomycineae; 
Friedmanniella 
Nocardioidaceae; 
Luteococcus peritonei 
acteriaceae; 
Mycobacterium 
cterium botniense 
ycobacteriaceae; 
Xylanimonas 
Xylanimonas 
ococcineae; 
Streptomyces 


Streptomyces 
omycineae; 


NR_028808.1 
810468 


Mycobacterium 
811984 Mycobacterium 


408144 Bacteria_16S 
radiotolerans str 
radiotolerans Bac 


Kineosporiaceae; 


408144 Bacteria_16S 
strain AS4.0578 1 


Lentzea. 


408144 Bacteria_16S 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnemataceae; 
408144 Bacteria_16S 


pretiosum subsp. 


Actinomycetales; 


408144 Bacteria_16S 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae; 
408144 Bacteria_16S 
desulfuricans str 
desulfuricans Bacteria; 
408144 Bacteria_16S 

tukisamuensis str 
tukisamuensis Bac 


Nocardiaceae; 


408144 Bacteria_16S 


strain JCM 4837 1 


ATCC BAA-548 16S 


Bacteria; Lentisp 
408144 Bacteria_16S 


strain Cal06 16S 


strain Se-3111 16 


strain CDC 941078 


Bacteria; Actinob 


Mycobacterium. 


408144 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Kineococcus. 


Slackia. 


Micrococcaceae; Arthrobacter. 


408144 Bacteria_16S 


violaceolatus str 
violaceolatus Bac 


Streptomycetaceae; 
408144 Bacteria_16S 


coelescens strain 
coelescens Bacter 


Streptomycetaceae; 
408144 Bacteria_16S 


strain CCM 132 16 


texasensis strain 


texasensis Bacteria; 
Actinosynnemataceae; 
408144 Bacteria_16S 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; 
408144 Bacteria_16S 


851754 851835 1 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


877466 877547 1 
6S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
408144 Bacteria_16S 
strain NRRL B-161 
Bacteria; Actinob 


880473 880554 1 
37 16S ribosomal RNA, partial 
acteria; Actinobacteridae; Actinomycetales; 


912676 912757 1 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteridae; 
Lechevalieria. 
914234 914315 1 
pretiosum strain C-15003 16S ribosomal 
Actinosynnema pretiosum subsp. pretiosu 


1058477 1058558 1 
ain SSM1 16S ribosomal RNA, partial sequence 
Deferribacteres; Deferribacterales; 
1074948 1075029 1 
ain Mb8 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacterida 
Rhodococcus. 
1085334 1085415 1 
6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 1180804 1180845 3 
ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1217019 12171001 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 1221489 12215701 
S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 1250229 1250310 1 
16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetales; 


1420999 1421080 1 
strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


1425639 14257201 
ain DSM 40438 16S ribosomal RNA, partial sequenc 
teria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
1427204 1427285 1 
AS 4.1594 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
1460647 1460728 1 
S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 1536208 1536289 1 
NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 
Saccharothrix. 
1537770 1537851 1 


Saccharothrix. 
1540879 1540960 1 


81 


81 


81 


81 


81 


81 


81 


81 


81 


44 


81 


81 


81 


81 


81 


81 


81 


81 


81 


81 


gi 


gi 


gi 


sequence 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


partial 


gi 


gi 


gi 


gi 


Stre 


265678478 


265678460 


265678458 


265678436 


265678435 


265678431 


265678338 


265678327 


265678319 


228717635 


1180467 11819 
Victivallis. 


219878473 


1216681 12181 
ococcineae; 


219878356 


1221167 12226 
ococcineae; 


219857412 
12499 


224581444 


224581441 


224581440 
sequence 


224581412 


1460297 14618 
Micrococcineae; 


219857378 
sequenc 


219857377 
sequence 
Actinomyc 


219857375 


1 sequence 
e; Actinomycetales; 


donocardineae; 


88012 
Pseudono 


artial sequenc 
Actinomyc 


RNA, partial 
m Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardineae; Actinosynnemataceae; 
920494 920575 1 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; 


Actinosy 


al sequenc 
Coriobacteridae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Mi 
ref 


Be 
ref 


ref 


ref 


ref 


ref 


Mi 
ref 


ref 


etal 


851409 852783 


nnema 
e 920164 921628 
Corioba 
1058138 105957 
Deferribacteraceae; D 
1074605 107593 


e; Actinomycet 


81 Streptomyces 
ptomycineae; S 


48 Arthrobacter 


18 1251238 Mycoba 
Coryneba 


1420664 142216 
Actinomycetales; Mi 


e 1425302 142681 
Actinomycet 


1426862 142837 
Actinomycetale 


e 1535864 153737 
Actinomycetale 


1537426 153893 


NR_028781.1 
Kineos 


NR_028763.1 


NR_028760.1 


cardineae; 


NR_028738.1 
e 912332 
etales; Pseu 
NR_028737.1 
sequence 
NR_028733.1 


cteriales; C 


NR_028640.1 


NR_028629.1 
ales; Coryne 
NR_028621.1 
treptomyceta 
NR_027565.1 
NR_025612.1 


crococcaceae 
NR_025495.1 


utenbergiace 
NR_025000.1 


cterineae; M 


NR_027226.1 


NR_027223.1 
ales; Strept 
NR_027222.1 
s; Streptomy 
NR_027193.1 


crococcaceae 
NR_024966.1 


s; Pseudonoc 
NR_024965.1 


es; Pseudono 


ref 


Kineococcus 
Kineococcus 
poriineae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Lentzea californiensis 


9 881579 Lentzea californiensis 
Actinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Actinosynnema 
913891 915394 


Slackia 
Slackia 
oriobacterineae; 


Deferribacter 
3 Deferribacter 
eferribacter. 

Rhodococcus 
5 Rhodococcus 
bacterineae; 


Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 


cineae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 
Saccharothrix 

5 Saccharothrix 

ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


NR_024963.1 


Actinokineospora 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; Actinokineospora. 


408144 Bacteria_16S 
NRRL B-24047 16S ribosomal RNA, partial 


diospyrosa strain 


1542439 1542520 1 


81 


gi 


diospyrosa Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Actinokineospora. 


408144 Bacteria_16S 
HKI 0190 16S ribosomal RNA, partial sequence 


paranensis strain 


1555883 1555964 1 


81 


gi 


paranensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


terrestris strain 


Kitasatospora. 
408144 Bacteria_16S 
HKI 0186 16S ribosomal RNA, partial sequence 


1557377 1557458 1 


81 


gi 


terrestris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


gansuensis strain 


Kitasatospora. 
408144 Bacteria_16S 
HKI 0314 16S ribosomal RNA, partial sequence 


1558871 1558952 1 


81 


gi 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


strain DSM 40258 


408144 Bacteria_16S 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 

Streptomyces. 
408144 Bacteria_16S 


Streptomycetaceae; 


strain DSM 43049 


408144 Bacteria_16S 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobac 
Streptomyces. 
408144 Bacteria_16S 


Streptomycetaceae; 


strain DSM 40597 


408144 Bacteria_16S 


Kitasatospora. 
408144 Bacteria_16S 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
408144 Bacteria_16S 


1575382 1575463 1 


1589167 1589248 1 


1590715 1590796 1 


1596904 1596985 1 


1598452 1598533 1 


1600000 1600081 1 


1601548 1601629 1 


81 


81 


81 


81 


81 


81 


81 


gi 


gi 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219857374 
sequence 


219846194 


219846193 


219846192 


219856867 


219878485 


Streptomycineae; 


gi 


gi 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878484 


219878480 


Streptomycineae; 


gi 


gi 


16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878479 


219878478 


Streptomycineae; 


gi 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


Streptomycineae; 


strain DSM 12798 


Arthrobacter. 


408144 Bacteria_16S 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


sacelli Bacteria; 
Brachybacterium. 


408144 Bacteria_16S 
LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


fresconis strain 


Brachybacterium. 


408144 Bacteria_16S 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 


Streptomyces purpurogeneiscleroticus Ba 
Streptomycetaceae; 
408144 Bacteria_16S 


1604653 1604734 1 


1606194 1606275 1 


1759933 1760014 1 


1761454 1761535 1 


1771832 1771913 1 


81 


81 


81 


81 


81 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408144 Bacteria_16S 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
408144 Bacteria_16S 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


Arthrobacter. 


408144 Bacteria_16S 
DSM 12362 16S ribosomal RNA, 


humiphilum strain 


1773330 17734111 


1799059 1799140 1 


1900120 1900201 1 


81 


81 


81 


gi 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
408144 Bacteria_16S 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


gi 


219878477 


219878474 


219878472 


219878365 


219878364 


219878355 


Streptomycineae; 


gi 


gi 


gi 


partial 


humiphilum Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; 


408144 Bacteria_16S 


Ornithinimicrobium. 
1910198 1910279 1 


81 


gi 


219878354 
sequence 


219878336 


219878263 
sequence 


219878256 


ref 
Actinomycetales; 
ref 
Actinomycetales; 
ref 
Actinomycetales; 
ref 
Actinomycetales; 


ref 


ref 


ref 
Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 
Actinomycetales; 


ref 


ref 


ref 


ref 
Actinomycetales; 
ref 
Actinomycetales; 


ref 


ref 


1558576 15600 


1590391 15918 


NR_024962.1 
1542095 1543606 Actinokineospora 
Pseudonocardineae; 


NR_025784.1 
1555586 1557031 Kitasatospora 
Streptomycineae; 


NR_025783.1 
1557082 1558525 Kitasatospora 
Streptomycineae; 


NR_025782.1 


NR_024686.1 
26 Lentzea waywayandensis Bacteria; 
Actinosynnemataceae; 
NR_025624.1 
40 Streptomyces 
Streptomycetaceae; 
NR_025623.1 


NR_025619.1 
77 Streptomyces 
Streptomycetaceae; 
NR_025618.1 
partial sequence 15981 
teridae; Actinomycetales; 


NR_025617.1 
73 Streptomyces 
Streptomycetaceae; 
NR_025616.1 
RNA, partial sequence 
cteria; Actinobacteria; 
Streptomyces. 
NR_025613.1 
05 Arthrobacter 


Actinokineospora 


Kitasatospora 


Kitasatospora 


Kitasatospora 
04 Kitasatospora 


Streptomycineae; 


Lentzea waywayandensis 


Lentzea. 
Streptomyces catenulae 
catenulae Bacteria; 
Streptomyces. 
Streptomyces 

88 Streptomyces 


Streptomycineae; 


Streptomyces niger 
niger Bacteria; 
Streptomyces. 
Streptomyces 

28 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 
violens Bacteria; 
Streptomyces. 
Streptomyces 

1601224 1602721 


Actinobacteridae; Actinomycetales; 


Arthrobacter mysorens 
mysorens Bacteria; 


Micrococcaceae; Arthrobacter. 


1605856 16073 


Microc 


1759669 17610 


1761124 17625 
Micrococc 


1773034 17744 


1798724 18001 


1899804 19011 


Actinomycetales; Micrococ 


NR_025611.1 


NR_025504.1 


Micrococcineae; 


NR_025503.1 


NR_025494.1 
83 Streptomyces 
Streptomycetaceae; 
NR_025493.1 


NR_025475.1 


NR_025402.1 


NR_025395.1 


Arthrobacter 
14 Arthrobacter 
occineae; Micrococcaceae; 


Brachybacterium 
73 Brachybacterium 
Dermabacteraceae; 


Brachybacterium 
94 Brachybacterium 
ineae; Dermabacteraceae; 


Streptomyces arenae 
arenae Bacteria; 
Streptomyces. 
Streptomyces 

81 Streptomyces 


Streptomycineae; 


Arthrobacter 
68 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Ornithinimicrobium 
09 Ornithinimicrobium 
cineae; 


Actinomyces 


marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 


marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 
408144 Bacteria_16S 1957410 1957491 1 
strain CF-25 16S 


408144 Bacteria_16S 2053779 2053860 1 


stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
408144 Bacteria_16S 


Streptomyces. 
2065844 2065925 1 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


408144 Bacteria_16S 
avidum strain DSM 


2081253 2081334 1 


Propionibacterium. 
408144 Bacteria_16S 
strain DSM 43030 


2110161 2110242 1 


81 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ref 


81 


81 


81 


4901 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


81 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408144 Bacteria_16S 2135898 2135979 1 
strain ATCC 51384 16S ribosomal 
Actinobacteria; Actinobacteridae; 
408144 Bacteria_16S 2147933 21480141 
strain MUP 1182 16S ribosomal RNA, 


81 


RNA, partial sequence 
Actinomycetales; Corynebacterin 


81 


gi|219878223 
1957067 19585 
gi|219878155 


219878146 
20655 


gi 


219878135 
20809 


gi 


gi|219873436 


16S ribosomal RNA, partial sequence 2109822 21113 


sequence 
Actinomycetales; 


Micr 


Prop 


Streptomycineae; 


219857644 
21355 


gi 


gi| 219857636 


complete sequence 2147582 21491 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


408144 Bacteria_16S 2167627 2167708 1 


strain PK-Blue 16S ribosomal RNA, partial sequence 


81 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408144 Bacteria_16S 2182808 2182889 1 


81 


gi|219857623 
2167280 21687 


Streptomycineae; 


gi|219857611 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 


hongkongensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 
408144 Bacteria_16S 


Actinomyces. 
2246390 2246471 1 


81 


gi|219857568 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
408144 Bacteria_16S 


Streptomyces. 
2247967 2248048 1 


81 


gi|219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
408144 Bacteria_16S 2257155 2257236 1 


81 


gi|219857561 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
408144 Bacteria_16S 


Streptomyces. 
2327138 2327219 1 


81 


Actinomyc 


gi|219857511 


strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


408144 Bacteria_16S 2343609 2343690 1 


81 


gi|219857498 


singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 


singaporensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; 
408144 Bacteria_16S 


Actinopolymorpha. 
2346637 2346718 1 


81 


gi|219857496 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
408144 Bacteria_16S 2348146 2348227 1 


81 


gi] 219857495 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
408144 Bacteria_16S 2430220 2430293 1 


73 


Actino: 


gi| 219857437 


cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 


cinnamivorans Bacteria; Firmicutes; 
408144 Bacteria_16S 2492250 24923311 
strain T1-X7 16S 


Clostridia; 


81 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408144 Bacteria_16S 
strain DNP505 16S 


2496632 2496713 1 


81 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408144 Bacteria_16S 2513418 2513499 1 


pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 


81 


Clostridiales; 


Ru 
gi| 219857388 
2491905 24933 

Micrococcineae 
gi| 219857385 
2496307 24977 

Corynebacterin 
gi| 219857368 


Actinomycetales; 


Actinomycetales; 


49 


, 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
etales; 


ref 


ref 


ref 
mycetales; 


ref 


ref 


ref 


2053442 20549 


Mycobacter 


Mycobacter 


Streptomycet 


2182453 21838 
Actin 


Actinomycetales; Strep 


Actinomycetales; Strep 


2256827 22582 


Mycobacter 


2343294 23447 


Actinomycetales; Propi 


2346319 23477 
Micro 


2347826 23492 
Micr 


2429869 24313 


minococcaceae; 
NR_024976.1 


Tetrasphaera 
Intrasporangi 


Nocardiace 


NR_025362.1 
65 Arthrobacter luteolus Bacteria; 
Micrococcaceae 
NR_025294.1 


Strept 


NR_025285.1 
12 2067008 Microc 
ococcineae; Mic 
NR_025274.1 
23 2082426 Propi 
ionibacterineae 


NR_025250.1 
30 Streptomyces 
Streptomyceta 
NR_025233.1 
74 2137022 Mycoba 
eae; 
ref |NR_025225.1 
14 Mycobacterium 
eae; 
ref|NR_025212.1 


69 Streptomyces 


NR_025200.1 


NR_025149.1 


NR_025099.1 
77 Mycobacterium 
eae; 


ref|NR_025086.1 


NR_025084.1 


NR_025083.1 


NR_025025.1 


NR_024973.1 
79 Rhodococcus koreensis Bacteria; 
eae; 
ref |NR_024956.1 


2513094 2514560 Xylanimicrobium pachnodae 


1 


xr 


° 
i 


i 


i 


a 


7 
fo) 


9 


i 


3 
° 


7 
c 


8 
° 


5 
P 


a 


a 


Arthrobacter luteolus 


; Arthrobacter. 
Streptomyces 

9 Streptomyces 

omycineae; 


Micrococcus 
occus antarcticus 
ococcaceae; Micrococcus. 
Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Actinomyces 

7 Actinomyces 

mycineae; 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 

Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Papillibacter 
9 Papillibacter 
apillibacter. 
Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Rhodococcus koreensis 


e; Rhodococcus. 


Xylanimicrobium 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanimicrobium. 


408144 Bacteria_16S 
chlorophenolicus strain A-6 16S ribosomal RNA, 
chlorophenolicus Bacteria; Actinobacteria; Actinobacter 
Micrococcaceae; Arthrobacter. 
408144 Bacteria_16S 
yeochonensis strain CN 732 16S ribosomal RNA, partial s 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 
408144 Bacteria_16S 
capsulata strain Ben 108 16S ribosomal RNA, partial seq 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Act 
Nocardioidaceae; Friedmanniella. 
408144 Bacteria_16S 
albus strain JL 83 16S ribosomal RNA, complete 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Streptacidiphilus. 


408144 Bacteria_16S 
carbonis strain JL 415 16S ribosomal RNA, 


2516442 2516523 1 


2517929 2518010 1 


2534650 25347311 


2552198 2552279 1 


2553759 2553840 1 


81 gi| 219857366 


partial se 


81 gi| 219857365 


81 gi| 219857354 


81 gi|219857342 


sequence 


81 gi| 219857341 
complete sequ 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Streptacidiphilus. 


408144 Bacteria_16S 
spumicola strain Ben 107 16S ribosomal RNA, partial seq 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Act 
Nocardioidaceae; Friedmanniella. 
408144 Bacteria_16S 
baikonurensis strain Al-22 16S ribosomal RNA, partial s 


2587621 2587702 1 


2746468 2746549 1 


81 gi| 219857276 


81 gi| 219857156 


baikonurensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococcus. 
408144 Bacteria_16S 
terrae strain IFO 15668 16S ribosomal RNA, partial sequ 


2759881 2759962 1 


81 gi| 219857146 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Actinokineospora. 
408144 Bacteria_16S 


2770394 2770475 1 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 27 


81 


gi| 219857137 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


408144 Bacteria_16S 


2771932 2772013 1 
venezuelae strain JCM 4526 16S ribosomal RNA, partial s 


81 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; Ac 


Streptomycetaceae; Streptomyces. 
2773467 2773548 1 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27 


408144 Bacteria_16S 


81 


gi|219857135 


Actinobacteria; Actinobacteridae; Actinomycetales; Strept 


408144 Bacteria_16S 


2775005 2775086 1 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27 


81 


Actinobacteria; Actinobacteridae; Actinomycetales; Strept 


408144 Bacteria_16S 


2814096 2814177 1 
strain Lp2 16S ribosomal RNA, partial sequence 


81 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


408144 Bacteria_16S 


2830724 2830805 1 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial seq 


kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

2832262 2832343 1 
strain IMC S-0802 16S ribosomal RNA, partial sequence 


408144 Bacteria_16S 


gi| 219856902 
2831928 2833415 Streptomyces albulus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Strept 


408144 Bacteria_16S 


2939381 2939462 1 
IFO 16102 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


408144 Bacteria_16S 


2969666 2969747 1 


antarctica strain AA-1042 16S ribosomal RNA, partial sequ 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Ac 


Nocardioidaceae; Friedmanniella. 
2980368 2980449 1 


408144 Bacteria_16S 


gi| 219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequ 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae; Streptomyces. 
2986481 2986562 1 


408144 Bacteria_16S 


gi| 219846932 


wratislaviensis strain NCIMB 13082 16S ribosomal RNA, par 
wratislaviensis Bacteria; Actinobacteria; Actinobacterida 


Nocardiaceae; Rhodococcus. 
3044163 3044244 1 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 


408144 Bacteria_16S 


id 


eq 


ue 


al 


en 


ue 


eq 


en 


715 


eq 


74619 Streptomyces 


76157 Streptomyces 
nea 
gi|219857107 
2813767 2815209 Tetrasphaera 


gi| 219846892 


ref |NR_024954.1 


ref |NR_024953.1 


ref|NR_024942.1 


ref|NR_024930.1 


ref|NR_024929.1 


ref |NR_024907.1 


ref |NR_024784.1 


ref|NR_024774.1 


ref|NR_024765.1 


ref |NR_024764.1 


ref |NR_024763.1 


ref|NR_024761.1 


ref|NR_024735.1 


ref|NR_024724.1 


ref |NR_024723.1 


ref|NR_024649.1 


ref |NR_026536.1 


ref |NR_026528.1 


ref |NR_026524.1 


tial sequence 298615 
Actin 


ref|NR_026484.1 


2980041 298152 
Actinomycetales; Streptomycineae; 


Arthrobacter 


2516115 2517560 Arthrobacter 
Actinomycetales; Micrococcineae; 


Streptomyces 


2517611 2519099 Streptomyces 
Actinomycetales; Streptomycineae; 


Friedmanniella 


2534307 2535783 Friedmanniella 
inomycetales; Propionibacterineae; 


Streptacidiphilus 


2551853 2553362 Streptacidiphilus albus 
Streptomycineae; Streptomycetaceae; 


Streptacidiphilus 


ce 2553413 2554923 Streptacidiphilus carbonis 
Streptomycineae; Streptomycetaceae; 


Friedmanniella 


2587275 2588749 Friedmanniella 
inomycetales; Propionibacterineae; 


Rhodococcus 


2746146 2747493 Rhodococcus 
nomycetales; Corynebacterineae; 


Actinokineospora 


59556 2761026 Actinokineospora terrae 
seudonocardineae; Actinosynnemataceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 
rineae; Nocardiaceae; Rhodococcus. 
gi| 219857136 


Streptomyces 


2771601 2773083 Streptomyces 
tinomycetales; Streptomycineae; 


Streptomyces peucetius 


peucetius Bacteria; 
neae; Streptomycetaceae; Streptomyces. 
gi| 219857133 


Streptomyces platensis 


platensis Bacteria; 
e; Streptomycetaceae; Streptomyces. 


Tetrasphaera elongata 


elongata Bacteria; 
occineae; Intrasporangiaceae; Tetrasphaera. 
gi| 219856903 


Streptomyces 


2830390 2831877 Streptomyces 
Actinomycetales; Streptomycineae; 


Streptomyces albulus 


omycineae; Streptomycetaceae; Streptomyces. 
gi| 219856830 
2939058 29405 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
nocardineae; Actinosynnemataceae; Lentzea. 
gi|219846944 


Friedmanniella 


2969338 2970810 Friedmanniella 
tinomycetales; Propionibacterineae; 


Streptomyces 
6 Streptomyces 


Rhodococcus 
6 2987629 Rhodococcus 


omycetales; Corynebacterineae; 


Rarobacter 


3043846 3045309 Rarobacter 


faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Rarobacteraceae; 


408144 Bacteria_16S 
HKI 0125 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


408144 Bacteria_16S 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


strain TA68 16S r 


strain TAGA27 16S 


strain F98.3HR69 


Rarobacter. 
3045695 3045776 1 


Ornithinicoccus. 
3092366 3092447 1 


e; 


3093884 3093965 1 


3098467 3098548 1 


81 


81 


81 


81 


gi|219846891 


gi|219846860 
3092041 30935 
Micrococcineae 
gi| 219846859 
3093562 30950 
Micrococcineae 
gi| 219846856 


16S ribosomal RNA, partial sequence 3098122 30995 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408144 Bacteria_16S 


strain ATCC 25470 


3104426 3104507 1 


3152566 3152647 1 


81 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


81 


219846852 
31040 
Streptomycinea 
gi| 219846820 


gi 


strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408144 Bacteria_16S 
kroppenstedtii strain CCUG 35717 16S ribosomal 


3199952 3200033 1 


81 


gi| 219846788 
RNA, partial seque 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacterid 


Corynebacteriacea 


408144 Bacteria_16S 


strain DSM 11140 


e; Corynebacterium. 
3225480 3225561 1 


81 


gi| 219846770 


16S ribosomal RNA, partial sequence 3225149 32266 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408144 Bacteria_16S 
ain DSM 40004 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


408144 Bacteria_16S 


strain DSM 43764 


Actinomadura. 


408144 Bacteria_16S 


strain DSM 43040 


3236151 3236232 1 


; Streptomyces. 
3252700 3252781 1 


3330156 3330237 1 


81 


81 


81 


gi| 219846763 
complete sequen 


gi| 219846752 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporang 


gi| 219846698 


16S ribosomal RNA, partial sequence 3329815 33312 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


408144 Bacteria_16S 
ain DSM 9573 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


408144 Bacteria_16S 
ibosomal RNA, partial sequence 


strain M17C 16S r 


3357607 3357688 1 


Brachybacterium. 
3377408 3377489 1 


81 


81 


219846678 
sequence 


gi 


gi|219846664 
3377063 33785 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408144 Bacteria_16S 
43110 16S ribosomal RNA, partial sequence 33951 
acteria; Actinobacteridae; Actinomycetales; 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


408144 Bacteria_16S 


strain DSM 43852 


3395513 3395594 1 


3397018 3397099 1 


81 


81 


gi|219846648 
Micr 


gi|219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408144 Bacteria_16S 


strain DSM 20167 


3400077 3400158 1 


81 


gi|219846645 


16S ribosomal RNA, partial sequence 3399736 34012 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408144 Bacteria_16S 
DSM 40445 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


408144 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


408144 Bacteria_16S 


strain DSM 20550 


3447782 3447863 1 


; Streptomyces. 
3449349 34494301 
16S ribosomal RNA, 


3455528 3455609 1 


81 


81 


complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


81 


gi|219846611 
complete sequence 
Actinomyce 


219846610 
34490 
Stre 


gi 


gi| 219846606 


16S ribosomal RNA, partial sequence 3455187 34566 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408144 Bacteria_16S 
strain DSM 20117 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; 


crystallopoietes 
crystallopoietes 


3467694 3467775 1 


Micrococcaceae; Arthrobacter. 


408144 Bacteria_16S 


3470738 3470819 1 


81 


81 


gi|219846597 


Acti 


gi|219846595 


globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Actinomycetales; 


ref |NR_026483.1 

3045360 304685 
ales; Micrococci 
ref |NR_026452.1 


; Micrococcaceae 
ref|NR_026451.1 


; Micrococcaceae 
ref |NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref|NR_026444.1 
98 3105578 Strept 
e; Streptomyceta 
ref|NR_026412.1 


; Intrasporangia 
ref|NR_026380.1 
nce 319961 
ae; Actinomyceta 
ref |NR_026362.1 
; Intrasporangia 
ref |NR_026355.1 
ce 3235806 323732 
Strept 


ref|NR_026344.1 


ineae; Thermomon 


ref |NR_026290.1 
neae; Micromonos 
ref|NR_026270.1 

3357257 335877 
Microc 
ref |NR_026256.1 
; Dermacoccaceae 
ref|NR_026240.1 
98 3396650 Promic 
ococcineae; Prom 
ref |NR_026239.1 
; Cellulomonadac 
ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026203.1 

3447437 344895 
tales; Streptomy 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref |NR_026198.1 
68 Arthrobacter 
3 Micrococcaceae 
ref |NR_026189.1 
ence 346735 
nomycetales; Mic 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Corynebacterium 

4 3201013 Corynebacterium 

les; Corynebacterineae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Streptomyces 

0 Streptomyces 

omycineae; 


Actinomadura kijaniata 


26 Actinomadura kijaniata Bacteria; 


osporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 
Promicromonospora 

romonospora citrea 

icromonosporaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 

Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 
Arthrobacter 

2 3468823 Arthrobacter 

rococcineae; 


ref |NR_026187.1 
3470399 347186 


Arthrobacter 
2 Arthrobacter 


globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


408144 Bacteria_16S 


3472248 3472329 1 81 gi 


219846594 


strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 


3475306 3475387 1 81 gi 


nebacterin 
219846592 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


408144 Bacteria_16S 


3476833 3476914 1 81 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3484328 3484409 1 


81 gi 


nebacterin 
219846591 
al sequenc 
e} 


219846586 


strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 34854 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


408144 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


408144 Bacteria_16S 


strain 3015 16S r 


Stre 
3490524 3490605 1 81 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3607822 3607903 1 81 gi 
ATCC 9874 16S ribosomal RNA, partial s 


v 


Mycobacterium. 
3624051 3624132 1 81 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


408144 Bacteria_16S 


paracochleata str 
paracochleata Bac 
Streptomycetaceae 


408144 Bacteria_16S 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


408144 Bacteria_16S 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


408144 Bacteria_16S 


strain IFO 14345 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


408144 Bacteria_16S 


strain IFO 14094 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


strain IFO 13155 
Actinobacteria; A 


408144 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


408144 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


408144 Bacteria_16S 


strain ATCC 19812 
Actinobacteria; A 


408144 Bacteria_16S 


strain ATCC 25495 


3637880 3637961 1 81 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 
3641001 3641082 1 81 gi 
ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 
3644058 3644139 1 81 
S ribosomal RNA, partial sequence 


, 


v 


gi 


Stre 
3733080 37331611 81 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 
3734539 3734620 1 81 gi 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
eae; Microbispora. 

3738925 3739006 1 81 gi 
Stre 
3741853 3741934 1 81 gi 
ribosomal RNA, partial sequence 
Stre 
3743318 3743399 1 81 gi 
Stre 
3744783 3744864 1 81 gi 
ibosomal RNA, partial sequence 
Stre 


gi 


3746244 3746325 1 81 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3761415 3761487 1 72 

bosomal RNA, partial sequence 

eltaproteobacteria; Desulfuromonadales 
3771806 3771849 1 44 gi 
train H2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Deltaproteoba 


3919142 3919223 1 81 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Stre 
3920723 3920804 1 81 gi 
16S ribosomal RNA, complete sequence 


a; Actinobacteria; Actinobacteridae; Act 


ptomycinea 
219846582 

sequence 

Actinomyce 


219846500 
equence 


inomycet 


219846489 


3623734 36252 


nebacterin 
219846480 
sequence 
idae; Acti 


219846478 
quence 
e; 


219846476 


3643713 36451 


ptomycinea 
219846412 
equence 

; Actinomy 
219846411 
quence 

e; 


219846408 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


ptosporang 
219846406 


3741557 37429 


ptosporang 


219846405 


16S ribosomal RNA, partial sequence 3743020 37444 


ptosporang 
219846404 


3744485 37458 


ptosporang 
219846403 


16S ribosomal RNA, partial sequence 3745947 37473 


ptosporang 
219846391 


3761076 37625 


; Geobacte 
219846383 
quence 
cteria; De 
219846281 
39187 
ptomycinea 
219846280 


Actinomycet 


Actinomycet 


Actinomycet 


ref|NR_026186.1 


Nocardiacea 
NR_026184.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026174.1 
3490176 349169 
tales; Streptomy 


NR_026092.1 
3607525 360892 
ales; Corynebact 


’ 


ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026072.1 

3637554 363905 
nomycetales; Str 


ref|NR_026070.1 
3640656 364213 
ales; Strept 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


ref |NR_026002.1 

3734241 373565 
ales; Strept 
ref|NR_025999.1 
inea 
ref 


e; Streptosp 
NR_025997.1 
inea Streptos 


e; Pp 


ref|NR_025996.1 


inea 
ref 


e; Streptosp 
NR_025995.1 


inea 
ref 


e; Streptosp 
NR_025994.1 


inea 
ref 


e; Streptosp 
NR_025982.1 


raceae; Geobacte 
ref|NR_025974.1 

3771473 377289 
sulfuromonadales 


ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

3 Streptomyces 

cineae; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Streptomyces 
3 Streptomyces 
eptomycineae; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Actinomadura 
0 Actinomadura 
sporangineae; 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


r. 
Geobacter 

0 Geobacter 

Geobacteraceae; 


, 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 


3920367 3921897 Streptomyces sampsonii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


408144 Bacteria_16S 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 
408144 Bacteria_16S 
neyagawaensis str 


neyagawaensis Bac 


Streptomycetaceae 
408144 Bacteria_16S 
diastatochromogen 
diastatochromogen 
Streptomycetaceae 


es Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


v 


te 


Streptomycineae; 


ridae; Actin 


Streptomycetaceae; 


3922304 3922385 1 81 gi| 219846279 |ref|NR_025869.1| Streptomyces 
n ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
3923884 3923965 1 81 gi|219846278|ref|NR_025868.1| Streptomyces 
ain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
3925465 3925546 1 81 gi|219846277|ref|NR_025867.1| Streptomyces 
es strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 


omycetales; Streptomycineae; 


408144 Bacteria_16S 3928626 3928707 1 81 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408144 Bacteria_16S 4011452 4011533 1 81 gi|219846215|ref|NR_025805.1| Janibacter melonis 


strain CM2104 16S 


ribosomal RNA, partial sequence 


4011119 40125 


97 Janibacter melonis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
408144 Bacteria_16S 4073433 40735141 81 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
408144 Bacteria_16S 4126409 4126490 1 81 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408144 Bacteria_16S 4192487 4192560 1 73 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
408144 Bacteria_16S 4199894 4199975 1 81 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
408144 Bacteria_16S 4201377 4201458 1 81 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
408144 Bacteria_16S 4202875 4202956 1 81 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408144 Bacteria_16S 4204423 4204504 1 81 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
408144 Bacteria_16S 4210484 4210565 1 81 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
408144 Bacteria_16S 68520 68600 A 80 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
408144 Bacteria_16S 153534 153606 1 72 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 
408144 Bacteria_16S 199336 199408 1 72 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 
408144 Bacteria_16S 224019 224091 1 72 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 
408144 Bacteria_16S 269531 269603 1 72 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
408144 Bacteria_16S 389246 389326 1 80 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 
408144 Bacteria_16S 398451 398531 1 80 gi| 265678789 |ref|NR_029094.1| Nocardia 


neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 


398145 399618 Nocardia 


neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 


408144 Bacteria_16S 


573236 573316 1 80 gi 


tuberculostearicum strain Medalle X 16S ribosomal RNA, 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Corynebacteriaceae; Corynebacterium. 


408144 Bacteria_16S 


glaucum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


408144 Bacteria_16S 
appendicis strain 


Corynebacteriaceae; Corynebacterium. 


265678670 
partial se 


579136 579216 1 80 gi| 265678666 

glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 
607801 607881 1 80 gi| 265678646 
IMMIB R-3491 16S ribosomal RNA, partial sequenc 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
623002 623082 1 80 gi| 265678636 


408144 Bacteria_16S 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequen 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


408144 Bacteria_16S 
strain WoG13 16S 
Clostridia; 


Firmicutes; 


408144 Bacteria_16S 


665609 665681 1 72 

ribosomal RNA, partial sequence 
Clostridiales; Syntrophomonadac 

668587 668635 32 79 gi 


gi 


pluranimalium strain M430/94/2 16S ribosomal RNA, parti 
pluranimalium Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; Arcanobacterium. 


408144 Bacteria_16S 


Bacteria; 


Firmicutes; 


816941 817013 1 72 gi 


Actinomyc 


265678605 


665236 66673 


eae; Pelos 
265678603 
al sequenc 


265678501 


shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 81658 
Clostridia; Halanaerobiales; Halobacteroida 
859440 859512 1 72 gi| 265678472 


408144 Bacteria_16S 
strain K1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
408144 Bacteria_16S 
strain K24 16S ribosomal RNA, partial sequence 


Deltaproteobacteria; Desulfuromonadales 
860968 861048 1 80 gi 


859076 86059 


; Geobacte 
265678471 


860647 86213 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


408144 Bacteria_16S 
strain Z-7191 16S 
Clostridia; 
408144 Bacteria_16S 

strain IFM 10035 


Firmicutes; 


891093 891165 1 72 

ribosomal RNA, partial sequence 
Halanaerobiales; 

1038664 1038744 1 80 gi 


gi 


265678450 


890778 89219 
Halobacteroidaceae; 


Oren 
265678352 


16S ribosomal RNA, partial sequence 1038318 10398 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


408144 Bacteria_16S 
strain IFM 0784 1 


1040173 1040253 1 80 gi 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


408144 Bacteria_16S 
strain IFM 0575 1 


1041711 1041791 1 80 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 
strain IFM 10084 


1043271 1043351 1 80 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 
strain YZ-96 16S 


1044827 1044907 1 80 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 
strain IFM 0245 1 


1052403 1052483 1 80 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 


1159499 1159571 1 72 gi 


acetoxidans DSM 771 16S ribosomal RNA, partial sequence 


DSM 


771 Bacteria; 
408144 Bacteria_16S 
efficiens YS-314 


Firmicutes; Clostridia; Clostridiales 
1256222 1256302 1 80 gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 
408144 Bacteria_16S 


1328794 1328866 1 72 gi 


15470 strain E7.25 16S ribosomal RNA, partial sequence 


Bacteria; 


Firmicutes; 
408144 Bacteria_16S 


Clostridia; Clostridiales; Veillo 
1450234 1450314 1 80 gi 


spheniscorum strain PG 39 16S ribosomal RNA, partial se 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae 
Corynebacteriaceae; Corynebacterium. 


408144 Bacteria_16S 
afermentans subsp. 


1500112 1500192 1 80 gi 


265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


nebacterin 
265678348 


1044481 10459 


nebacterin 
265678342 


6S ribosomal RNA, partial sequence 1052113 10535 


nebacterin 
228721485 

11591 
7 Peptococ 
219857144 


16S ribosomal RNA, partial sequence 1255896 12573 


ales; Cory 

219846090 
13284 

nellaceae; 

224581420 

quence 

; Actinomy 


e; Actinomycetales; 


ref|NR_028975.1| Corynebacterium 
quence 572888 574399 Corynebacterium 
tinomycetales; Corynebacterineae; 


ref|NR_028971.1 
578821 580286 


Corynebacterium 
Corynebacterium 


es; Corynebacterineae; 
ref|NR_028951.1| Corynebacterium 
e 607486 608955 Corynebacterium 


tales; Corynebacterineae; 


ref|NR_028941.1 
ce 622694 624168 
etales; 


Corynebacterium 
Corynebacterium 
Corynebacterineae; 


ref|NR_028910.1| Pelospora glutarica 
5 Pelospora glutarica Bacteria; 
pora. 

ref|NR_028908.1| Arcanobacterium 

e 668320 669706 Arcanobacterium 


Actinomycineae; 


ref|NR_028804.1| Selenihalanaerobacter 
1 817998 Selenihalanaerobacter shriftii 
ceae; Selenihalanaerobacter. 
ref|NR_028775.1| Geobacter thiogenes 

6 Geobacter thiogenes Bacteria; 

raceae; Geobacter. 

ref|NR_028774.1| Amycolatopsis sacchari 
0 Amycolatopsis sacchari Bacteria; 

eae; Pseudonocardiaceae; Amycolatopsis. 
ref|NR_028752.1| Orenia sivashensis 

7 Orenia sivashensis Bacteria; 

ia. 
ref|NR_028654.1| Nocardia arthritidis 
31 Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 
34 Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 

83 Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028651.1| Nocardia higoensis 

30 Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028650.1| Nocardia shimofusensis 
88 Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028644.1| Nocardia asiatica 

15 Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_027608.1| Desulfotomaculum 

66 1160688 Desulfotomaculum acetoxidans 
caceae; Desulfotomaculum. 
ref|NR_024772.1| Corynebacterium 

49 Corynebacterium efficiens YS-314 
nebacterineae; Corynebacteriaceae; 


ref|NR_025680.1| Dialister invisus DSM 
39 1329962 Dialister invisus DSM 15470 
Dialister. 

ref|NR_027201.1| Corynebacterium 


1449903 1451316 Corynebacterium 
cetales; Corynebacterineae; 


219846622 


afermentans strain CIP 103499 16S ribosomal RNA, 
Corynebacterium afermentans subsp. 


ref Corynebacterium 


1499786 1501111 


NR_026214.1 
complete sequence 


afermentans Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 


408144 Bacteria_16S 
n DSM 44591 16S ribosomal RNA, partial 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


408144 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


408144 Bacteria_16S 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


408144 Bacteria_16S 


capitovis strain 
capitovis Bacteri 
Corynebacteriacea 


408144 Bacteria_16S 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


408144 Bacteria_16S 
in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


radicidentis stra 
radicidentis Bact 
Actinomycetaceae; 


408144 Bacteria_16S 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
408144 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


408144 Bacteria_16S 


strain IMMIB D-15 


strain AS4.1521 1 


dichotomicum stra 
dichotomicum Bact 


408144 Bacteria_16S 


strain DSM 44262 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


408144 Bacteria_16S 


pomorum strain 3A 
Bacteria; Firmicu 


408144 Bacteria_16S 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 


sendaiensis strai 
sendaiensis Bacte 


1674459 1674539 1 80 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1709642 1709722 1 


80 gi 


1770407 1770487 1 80 gi 


e; Corynebacterium. 
1855591 1855671 1 80 gi 
CCUG 39779 16S ribosomal RNA, partial 


e; Corynebacterium. 


1858547 1858627 1 80 gi 


e; Corynebacterium. 


1931701 1931781 1 80 gi 


Actinomyces. 
1951505 1951585 1 80 gi 
16S ribosomal RNA, partial sequence 


1972441 1972513 1 72 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
2383067 2383147 1 


gi 


Clostridiaceae; 
80 gi 


2437844 24379241 80 gi 


2453125 2453197 1 72 


gi 


Thermoac 
gi 


Firmicutes; Bacillales; 
2612256 2612336 1 80 


eria; 


2654999 2655079 1 80 gi 
DSM 44276 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

2722518 2722590 1 72 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Alicyclobacillaceae; 
2728697 2728769 1 72 gi 


408144 Bacteria_16S 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 29891 


Actinobacteria; A 


408144 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


408144 Bacteria_16S 
MMZ 2439 16S ribosomal RNA, partial se 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


408144 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


408144 Bacteria_16S 
i MMZ 241 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


408144 Bacteria_16S 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


salinarius Bacter 


2988003 2988083 1 80 gi 
ctinobacteridae; Actinomycetales; Cory 
3027375 3027447 1 72 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3097016 3097096 1 80 gi 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3114942 31150211 
DMMZ 17 
a; Acti 


79 gi 
10 16S ribosomal RNA, partial s 


3119542 3119622 1 80 gi 
5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 
Corynebacterium. 


3130001 3130073 1 


v 
e; 


72 gi 


ia; Firmicutes; Clostridia; 


2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
408144 Bacteria_16S 


nobacteria; Actinobacteridae; Act 


s 


ce 
al 


qu 
in 


se 


a; Actinobacteria; Actinobacteridae; Act 


al 


’ 


al 


’ 


no 


cL 


ne 


ne 


1 


ti 


do 


s 
Ac 


Al 


qu 


ac 


ne 


ia 
CE 


qu 
ti 


eq 


qu 
ti 


219878425 
Actinomyc 


219878401 


219878357 


219878297 


219878295 


219878240 


219878227 


219878213 
1972100 19735 


219857471 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
408144 Bacteria_16S 
in KCTC 3667 16S ribosomal RNA, partia 


219857417 


219857257 
16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


408144 Bacteria_16S 219857221 


219857173 


219857168 


219846931 


219846905 


219846857 


219846845 


219846842 


219846835 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


equence 


ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


17093 
es; Cory 
ref|NR_025496.1 

1770072 177148 
Corynebacter 


ence 
omycetal 


NR_025436.1 
1855266 185659 
Corynebact 


quence 
inomycet 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


sequenc 
Actinomy 


ref |NR_025379.1 
e 1931360 193276 
ceta 


sequenc 
Actinomy 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025352.1 


19511 
mycineae 


ostridium. 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 


ref|NR_025017.1 


23827 
bacterin 


bacterineae; Nocardiacea 
ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024849.1 

2654667 265613 
tales; Corynebac 


sequence 
nomyceta 


nocardin 


equence 
tinomyce 


ref |NR_024801.1 

61 2723688 Alicyc 

cillus. 

ref |NR_024796.1 
2728379 272981 

; Alicyclobacill 

ref |NR_026523.1 


27221 
icycloba 


ence 
illaceae 


bacterineae; Gordoniacea 
ref |NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref |NR_026449.1 
3096668 309807 


les; Corynebacte 


1 sequen 
idiales; 


ence 
nomyceta 


ref |NR_026437.1 
3114620 311608 
ales; Micrococci 


uence 
inomycet 


, 


ref|NR_026434.1 
119211 312059 


Corynebacte 


w 


ence 


nomycetales; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Actinomyces 
0 Actinomyces 


les; Actinomycineae; 


Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Clostridium akagii 


91 Clostridium akagii Bacteria; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 

Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Corynebacterium 
8 Corynebacterium 
terineae; 


Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Desulfonispora 
2 Desulfonispora 

Desulfonispora. 

Corynebacterium 
1 Corynebacterium 
rineae; 


Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Corynebacterium 
3 Corynebacterium 
rineae; 


ref |NR_026427.1 
129667 313104 


Halobacteroidaceae; 


Ww 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 


408144 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


408144 Bacteria_16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


408144 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


408144 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


408144 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


408144 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


408144 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
408144 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


408144 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


408144 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 
Dactylosporangium 


408144 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


408144 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


408144 Bacteria_16S 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


408144 Bacteria_16S 


strain DZZM 328 1 
Actinobacteria; A 
Corynebacterium. 


408144 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


408144 Bacteria_16S 


strain 234/92 16S 
Actinobacteria; A 


408144 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


408144 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 


408144 Bacteria_16S 


strain ATCC 10379 
Bacteria; Firmicu 


408144 Bacteria_16S 


3141952 3142016 1 64 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3178538 3178618 1 80 gi 
IBS B52218 16S ribosomal RNA, partial 


gi 


e; Corynebacterium. 

3207381 3207461 1 80 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3213354 32134341 80 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3214878 3214958 1 80 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3324061 33241411 80 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 

e; Dactylosporangium. 

3325588 3325668 1 80 gi 
43916 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


3327109 3327189 1 80 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 
3328628 3328708 1 80 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3342241 33423211 80 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
3372801 3372873 1 72 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3430119 3430199 1 80 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3434310 34343901 80 gi 
CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
3435740 3435820 1 


80 gi 


ctinobacteridae; Actinomycetales; Cory 


3494988 3495068 1 80 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


3571184 3571264 1 80 
ribosomal RNA, partial sequence 
ctinobacteridae; Bifidobacteriales; 
3631838 3631910 1 72 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3871796 3871860 1 64 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3873383 3873447 1 64 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 
4074922 4075002 1 80 gi 


gi 


Tu 
gi 


a; Actinobacteria; Actinobacteridae; Act 


219846827 


3141609 31431 


Sedis; 
219846802 
sequence 

inomycet 


219846783 
ial sequen 
e; 


219846778 
tial seque 
dae; Actin 


219846777 
32145 
ales; Cory 
219846702 
quence 


tinomyceta 


219846701 
ence 33252 
ales; Micr 


219846700 
al sequenc 
e; Actinom 


219846699 
ence 33282 
ales; Micr 


219846689 
nce 33419 
ales; Micr 


219846668 
quence 

ales; Halo 
219846624 
sequence 
Actinomyc 


219846620 
quence 


inomycetal 


219846619 


6S ribosomal RNA, partial sequence 3435424 34367 


nebacterin 

219846579 

34946 
Pseu 


ales; 


219846528 


3570843 35723 


ricella. 
219846484 


3631486 36329 


; Geobacte 
219846314 


3871442 38729 


Sedis; Gem 
219846313 
38730 
Incertae 


Actinomycet 


ref|NR_026419.1 


ref|NR_026394.1 
3178210 317953 
ales; Corynebact 


v 


ref|NR_026375.1 
ce 3207052 320851 
ales; Coryne 


ref 
nce 
omyc 


NR_026370.1 
321302 
etales; Cory 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


ref|NR_026294.1 
3323723 332519 
les; Micromonosp 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ref |NR_026292.1 
e 3326771 332823 
ycetales; Microm 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


ref|NR_026260.1 

3372496 337395 
bacteroidaceae; 
NR_026216.1 
3429781 343112 
etales; neba 


NR_026212.1 
3433993 343537 
es; Corynebacter 


ref |NR_026211.1 


eae; Corynebacte 
ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref|NR_026120.1 


ref |NR_026076.1 


race 
ref 


ae; Geobacte 
NR_025904.1 


ella. 
ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 


219846169 


ref|NR_025759.1 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 
onosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Dactylosporangium 
Micromonosporaceae; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 

Corynebacterium 
4 Corynebacterium 
cterineae; 


Corynebacterium 
3 Corynebacterium 
ineae; 


riaceae; 


crispum agreste 
seudonocardiaceae; 


Yr. 


strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


5 3214498 Corynebacterium 


osporangium thailandense 


Corynebacterium auris 
52 Corynebacterium auris Bacteria; 


Thermocrispum agreste 


Turicella otitidis 
03 Turicella otitidis Bacteria; 


Geobacter bremensis 
60 Geobacter bremensis Bacteria; 


Gemella morbillorum 
77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Nocardia xishanensis 


408144 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


408144 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


408144 Bacteria_16S 


flavescens strain 
Bacteria; Actinob 
Microbacterium. 


408144 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


408144 Bacteria_16S 


succinivorans str 
succinivorans Bac 


408144 Bacteria_16S 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


408144 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


408144 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


408144 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


408144 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


408144 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


408144 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


408144 Bacteria_16S 


strain LV3 16S ri 


4078017 4078089 1 
LR7.2 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
4121872 4121952 1 80 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


72 gi 


32245 32324 1 79 gi 
401 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


39539 39582 1 
F-2 16S ribosomal RNA, 
tes; Bacillales; Staphylococcus. 

69983 70026 L 44 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
158198 158277 1 79 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
295400 295479 1 


44 gi 
complete seque 


, 


79 gi 
psilonproteobacteria; Campylobacterale 
312087 312130 1 44 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Firmicutes; Bacillales; Staph 
363540 363575 1 36 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
392417 392460 1 44 gi 
in 2301065 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Paenibac 
432560 432603 1 44 gi 


GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
541199 541242 1 44 gi 


CW1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
564210 564289 1 79 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408144 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


408144 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


408144 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


408144 Bacteria_16S 


VKM Ac-1800 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


VKM Ac-1401 16S r 
Actinobacteria; A 


408144 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


408144 Bacteria_16S 


succinus subsp. s 


strain W1-2B 16S 
Proteobacteria; A 


408144 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; A 


408144 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


Staphylococcus succinus subsp. 
408144 Bacteria_16S 


685137 685208 2 72 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
697419 697454 1 36 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
700351 700394 1 44 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
755609 755688 1 79 gi 
ibosomal RNA, partial sequence 
Micr 
911154 911233 1 79 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1006706 1006749 1 44 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1018749 1018792 1 44 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


Micr 
gi 


1069029 1069064 1 36 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1101935 11020141 79 gi 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1126239 1126310 2 72 gi 
16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


gi 


succinus Bacteria; 


219846167 

uence 

les; Pepto 
219846135 
sequence 

cteria; Rh 


265679042 
ce 31915 
ales; Micr 


265679037 
nce 39179 


265679017 
quence 
diales; Ve 
265678957 
sequence 
Actinomyc 


265678863 


6S ribosomal RNA, partial sequence 295056 29653 


s; Helicob 
265678852 
equence 
ylococcus. 
265678812 
ence 36326 
terales; C 
265678793 
sequence 
illaceae; 
265678766 
ence 43219 
nibacillus 
265678691 
ce 54086 


265678676 


563902 56532 


ococcineae 
265678592 
ce 68477 
acterales; 
265678584 
nce 69711 
terales; C 
265678582 


699985 70142 


265678542 


755262 75674 


ococcineae 
265678437 


910794 91228 


ococcineae 
265678373 


1006359 10077 


265678365 
A, complet 


265678331 


1068707 10701 


aulobacter 
265678308 


1101592 11031 


ococcineae 


Firmicutes; 


ref|NR_025757.1 

4077655 407918 
coccaceae; Crypt 
ref|NR_025725.1 
121524 412305 
odocyclales; Rho 


rs 


ref|NR_029350.1 
33385 Microb 
ococcineae; Micr 


ref|NR_029345.1 
40723 Staphy 


ref |NR_029325.1 
69637 71125 
illonellaceae; S 
ref|NR_029265.1 
157869 159336 
etales; Micrococ 


ref |NR_029169.1 
6 Helicobacter 
acteraceae; Heli 
ref|NR_029158.1 

311738 313264 


ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029098.1 

392074 393575 
Paenibacillus. 
ref|NR_029071.1 
6 433742 Paenib 
ref|NR_028996.1 
2 542331 Staphy 


ref|NR_028981.1 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 

Petrobacter 
2 Petrobacter 
docyclaceae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Staphylococcus 
lococcus condimenti 


Schwartzia 

Schwartzia 
chwartzia. 

Microbacterium 

Microbacterium 
cineae; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 
Staphylococcus 
Staphylococcus 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Paenibacillus 
Paenibacillus 


Paenibacillus 
acillus favisporus 


Staphylococcus 
lococcus nepalensis 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


; Microbacteriac 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref |NR_028887.1 
2 Paenibacillus 


ref|NR_028846.1 


eae; Rhodoglobus. 
Desulfobacterium 

obacterium indolicum 

eae; Desulfobacterium. 
Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Paenibacillus odorifer 
odorifer Bacteria; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


7 Mi 
ref 


crobacteriac 
NR_028739.1 


eae; Agromyces. 
Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


7 Mi 
ref 


crobacteriac 
NR_028675.1 


eae; Leifsonia. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


ref 
e se 


NR_028667.1 
quence 
Bacillales; 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref|NR_028610.1 


Staphylococcus 

1018386 1019933 
Staphylococcus. 
Brevundimonas nasdae 
nasdae Bacteria; 
onas. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


; Microbacteriac 


253680772 


eae; Agromyces. 


ref|NR_028020.1 


Syntrophobacter 


1125986 1127376 Syntrophobacter wolinii 


Syntrophobacterales; 


Syntrophobact 


eraceae; 


408144 Bacteria_16S 


pametensis strain 


1127772 1127851 1 79 gi 
B9A Seymour 16S ribosomal RNA, partia 


253680771 


1 sequence 


NR_028019.1 
127427 112890 


ref 
1 


Helicobacter 
7 Helicobacter 


pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 

Helicobacter. 

408144 Bacteria_16S 1147443 1147522 1 79 gi|253680758|ref|NR_028006.1| Nocardia ignorata 

strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

408144 Bacteria_16S 1233670 1233749 1 79 gi|219878266|ref|NR_025405.1| Microbacterium 

phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 

phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Microbacteriaceae; Microbacterium. 

408144 Bacteria_16S 1318118 1318161 1 44 gi|228715349|ref|NR_027521.1| Staphylococcus 

schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408144 Bacteria_16S 1319660 1319703 1 44 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 

subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 

capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408144 Bacteria_16S 1321202 1321245 1 44 gi|228715346|ref|NR_027518.1| Staphylococcus 

carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 

carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408144 Bacteria_16S 1401440 1401519 1 79 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 

cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 

cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Microbacteriaceae; Leifsonia. 

408144 Bacteria_16S 1478914 1478957 1 44 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 

subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 

subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408144 Bacteria_16S 1747705 1747748 1 44 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 

strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

408144 Bacteria_16S 1777898 1777941 1 44 gi|219878351|ref|NR_025490.1| Paenibacillus 

agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 

agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408144 Bacteria_16S 1800563 1800606 1 44 gi|219878335|ref|NR_025474.1| Paenibacillus 

stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408144 Bacteria_16S 1834232 18343111 79 gi|219878312|ref|NR_025451.1| Gulosibacter 

molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 

molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Microbacteriaceae; Gulosibacter. 

408144 Bacteria_16S 1914711 1914754 1 44 gi|219878252|ref|NR_025391.1| Paenibacillus 

azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408144 Bacteria_16S 1942185 1942228 1 44 gi|219878233|ref|NR_025372.1| Paenibacillus cookii 


strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 19433 


Firmicutes; Bacil 


408144 Bacteria_16S 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


408144 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


408144 Bacteria_16S 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


408144 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


408144 Bacteria_16S 


strain ATCC 15253 
Proteobacteria; A 


408144 Bacteria_16S 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


408144 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


408144 Bacteria_16S 


lales; Paenibacillaceae; 
1948403 1948482 1 79 gi 
333/02 16S ribosomal RNA, partial seq 


; Actinobacteria; Actinobacteridae; Ac 


1978689 1978760 2 72 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
1980275 1980318 37 79 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

2021582 2021617 1 36 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023071 2023106 1 36 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
2030544 2030603 23 81 gi 
DSM 20132 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 

e; Corynebacterium. 

2047533 2047576 1 44 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; 


gi 


Paenibacillus 


Paenibacillus. 


219878229 
uence 
ti 


219878209 
19783 
acterales; 
219878208 
al sequenc 
bacteridae 


219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
219878175 
equence 


ctinomycet 


219878160 


2047168 20487 


2225111 22251541 44 gi 


219857582 


daejeonensis strain AM141 16S ribosomal RNA, partial sequence 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


nomyceta 


47 Paenibacillus 


ref|NR_025368.1 
1948071 194955 
les; Micrococcin 


ref |NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025347.1 
e 1979903 198138 
Actinomycetale 


, 


ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025314.1 

2030195 203163 
ales; Corynebact 


v 


ref|NR_025299.1 
07 Paenibacillus 


cookii Bacteria; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 
Arcanobacterium 

5 Arcanobacterium 

s; Actinomycineae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Corynebacterium 

0 Corynebacterium 
erineae; 


Paenibacillus borealis 
borealis Bacteria; 


ref|NR_025170.1 
2224766 222627 


Paenibacillus 
8 Paenibacillus 


408144 Bacteria_16S 
kribbensis strain 
Bacteria; Firmicutes; 
408144 Bacteria_16S 

strain YIM 21741 


2226672 22267151 44 
Bacillales; Paenibacillaceae; 
2228217 2228296 1 79 


408144 Bacteria_16S 
brasilensis strai 
brasilensis Bacteria; 
408144 Bacteria_16S 

gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae; 
408144 Bacteria_16S 
chinjuensis strai 
Bacteria; Firmicutes; 
408144 Bacteria_16S 

yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 
408144 Bacteria_16S 
strain IFO 16238 


2316491 2316534 1 44 
Firmicutes; Bacillales; 


2328539 2328618 1 79 


Microbacterium. 
2431735 2431778 1 44 
Bacillales; Paenibacillaceae; 
2719495 27195741 79 


ardia. 


2838303 2838382 1 79 


408144 Bacteria_16S 
strain IFO 16235 


2839866 2839945 1 79 


408144 Bacteria_16S 2893883 2893962 1 79 
strain CM-10 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 2895378 2895457 1 79 
strain CM-01 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 2896872 2896951 1 79 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteri 


Microbacteriaceae; Mycetocola. 


408144 Bacteria_16S 2907555 2907598 1 44 


gi 


AM49 16S ribosomal RNA, partial seque 
Pae 


gi 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


n PBl 72 16S ribosomal RNA, partial se 
Paenibaci 


gi 


n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 


gi 


n WN9 16S ribosomal RNA, partial seque 
Pae 


gi 


rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 


gi 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 
28 


Micr 


gi 
28 


Micr 


gi 


gi 


vitulinus strain ATCC 51145 16S ribosomal RNA, partial 


vitulinus Bacteria; 
408144 Bacteria_16S 


Firmicutes; Bacillales; 


2909101 29091441 44 


pasteuri strain ATCC51129 16S ribosomal RNA, partial se 
Staphylococc 


pasteuri Bacteria; Firmicutes; Bacillales; 
408144 Bacteria_16S 2910645 2910688 1 
lugdunensis strain ATCC 4 
lugdunensis Bacteria; Firmicutes; Bacillales; 
408144 Bacteria_16S 2912187 29122301 44 
strain ATCC 43959 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
408144 Bacteria_16S 2913731 29137741 44 
delphini strain ATCC 4917 
delphini Bacteria; Firmicutes; Bacillales; 
408144 Bacteria_16S 2915274 2915317 1 44 
strain ATCC 35538 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 
408144 Bacteria_16S 2916816 2916859 1 44 


44 


arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
Staphylococc 


arlettae Bacteria; 
408144 Bacteria_16S 
ketosireducens st 
ketosireducens Ba 
Microbacteriaceae; 
408144 Bacteria_16S 
saperdae strain I 
saperdae Bacteria 
Microbacterium. 

408144 Bacteria_16S 
luteolum strain I 
luteolum Bacteria 
Microbacterium. 

408144 Bacteria_16S 3006317 3006396 1 79 
strain 801 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 


2956019 2956098 1 79 


Microbacterium. 


2957478 2957557 1 79 


’ 


2958938 2959017 1 79 


, 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Staphylococ 


gi 


gi 


3809 16S ribosomal RNA, partia 
Staphyloc 


gi 
ce 


gi 


1 16S ribosomal RNA, partial s 
Staphylococc 


gi 
ce 


gi 


gi 


rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


gi 


FO 15038 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


gi 


FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


gi 


219857581 
nce 22263 
nibacillus 
219857580 


ococcineae 
219857518 
quence 

llaceae; P 
219857510 
al sequenc 
Actinomyc 


219857436 
nce 24314 
nibacillus 
219857175 
al sequenc 
ae; Actino 


219856898 


ococcineae 
219856897 


ococcineae 
219856860 
93553 28949 
ococcineae 
219856859 
95048 28964 
ococcineae 
219856858 
sequence 
dae; Actin 


219856851 
sequence 
cus. 
219856850 
quence 
us. 
219856849 
1 sequence 
occus. 
219856848 
29118 


219856847 
equence 
us 
219856846 
29149 


219856845 
equence 

us 
219856819 
ial sequen 
ae; Actino 


’ 


219856818 
quence 
tinomyceta 
219856817 
quence 


tinomyceta 


ref |NR_025169.1 
29 2227839 Paeni 


ref |NR_025168.1 


; Microbacteriac 
ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


ref|NR_025024.1 
10 2432897 Paeni 
ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


ref|NR_024717.1 


7 Mi 
ref 


crobacteriac 
NR_024716.1 
> Mi 
ref 


crobacteriac 
NR_024679.1 
> Mi 
ref 


crobacteriac 
NR_024678.1 


; Microbacteriac 
ref |NR_024677.1 

2896542 289798 
omycetales; Micr 


ref|NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


ref |NR_024637.1 
2957165 295857 
les; Micrococcin 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


219846919 


b 


b 


Paenibacillus 
acillus kribbensis 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Paenibacillus 
1 Paenibacillus 


Microbacterium 
4 Microbacterium 
cineae; 


Paenibacillus 
acillus chinjuensis 


Nocardia 
4 Nocardia 


ebacterineae; 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 
ococcineae; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
lococcus caprae 


caprae 


Staphylococcus 
9 Staphylococcus 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


ref|NR_026511.1 


Frigoribacterium faeni 


3005987 3007453 Frigoribacterium faeni Bacteria; 


Frigoribacterium. 


408144 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


408144 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


408144 Bacteria_16S 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


408144 Bacteria_16S 
6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 


strain DSM 7083 1 


ruminis strain DS 
Bacteria; Firmicu 


408144 Bacteria_16S 


strain DSM 43045 


strain DSM 20145 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


408144 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 


408144 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


408144 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


408144 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


408144 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


408144 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


408144 Bacteria_16S 


strain AW 25 16S 
Firmicutes; Bacil 


408144 Bacteria_16S 


strain IAM 13153 
Proteobacteria; A 


408144 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


408144 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


408144 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


408144 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 


408144 Bacteria_16S 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


408144 Bacteria_16S 


strain IEGM 16S r 


3025825 3025860 1 36 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
3053328 3053407 1 79 gi 
S ribosomal RNA, partial sequence 


te 


oc 
3444706 3444749 1 44 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3503953 3504032 1 79 gi 


en 
ne 


oc 


3505485 3505564 1 79 gi 


a; Actinobacteria; Actinobacteridae; Act 


3508523 3508602 1 79 gi 
in DSM 20638 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Microbacterium. 

3510045 3510124 1 79 gi 
DSM 20530 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


2 
1 
, 


’ 


3697208 3697287 1 79 gi 
psilonproteobacteria; Campylobacterale 
3773280 3773352 1 72 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3817299 3817378 1 79 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3821884 3821963 1 79 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3844568 3844611 1 44 gi 
ribosomal RNA, partial sequence 
lales; Staphylococcus. 
3975909 3975944 1 36 gi 
16S ribosomal RNA, complete sequence 
lphaproteobacteria; Rhizobiales; Bruce 
4031190 4031269 1 79 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4032740 4032819 1 79 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034294 4034373 1 79 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 


Ss; 


en 


ob 


Ss; 


ase 


al 


al 


rt 
e; 


219846906 


30255 
rales; C 


219846886 
3052993 30544 


etaproteobacteria; Neisseriales; Neisseriaceae; 
3068319 3068398 1 79 gi| 219846876 
train DSM 8609 16S ribosomal RNA, partial sequen 
acteria; Actinobacteria; Actinobacteridae; Actin 
; Microbacterium. 
3356062 3356125 19 81 gi| 219846679 


occineae 


219846613 


ce 34443 
llaceae; 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 


occineae 


219846572 
16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 


ococcineae 
3507002 3507081 1 79 gi|219846571 
DSM 20166 16S ribosomal RNA, partial sequence 


inomycet 


19846570 


sequence 
Actinomy 


219846569 


uence 
inomycet 


219846438 
6S ribosomal RNA, partial sequence 3696887 36983 


Helicob 


219846382 


ce 37729 


omonadales 
219846351 


38169 
acterale 


219846348 
3821543 38230 


Helicob 


219846332 
3844228 38456 


219846241 


39756 
aceae; M 


219846202 


40308 


es; Glyc 


219846201 


40324 


es; Glyc 


219846200 


ial sequ 
Actinom 


4105127 41051701 44 

S ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
777076 777158 1 82 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

917385 917467 1 82 
ibosomal RNA, partial sequence 


gi 


s 
da 


gi 


219846149 
4104804 41063 


265678528 


equence 
e; Actin 


ref|NR_026498.1| Phenylobacterium 

10 3026975 Phenylobacterium immobile 
aulobacteraceae; Phenylobacterium. 
ref|NR_026478.1| Formivibrio citricus 


82 Formivibrio citricus Bacteria; 
Formivibrio. 
ref|NR_026468.1 
ce 3067998 306946 
omycetales; Micr 


Microbacterium 
0 Microbacterium 
ococcineae; 


ref|NR_026271.1| Dermabacter hominis 
06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 
ref|NR_026205.1| Succiniclasticum 

50 3445854 Succiniclasticum ruminis 
Succiniclasticum. 

ref|NR_026165.1] Agromyces ramosus 
04 Agromyces ramosus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_026164.1| Microbacterium barkeri 
22 Microbacterium barkeri Bacteria; 

; Microbacteriaceae; Microbacterium. 
ref|NR_026163.1| Microbacterium 
3506673 3508141 Microbacterium 


ales; Micrococcineae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 


cetales; Mi ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


ref 
8 
ales; Micrococci 
Helicobacter trogontum 
08 Helicobacter trogontum Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025973.1] Desulfuromonas 

41 3774411 Desulfuromonas palmitatis 

; Desulfuromonadaceae; Desulfuromonas. 
ref|NR_025942.1| Wolinella succinogenes 
54 3818434 Wolinella succinogenes 

s; Helicobacteraceae; Wolinella. 

ref |NR_025939.1| Helicobacter muridarum 
20 Helicobacter muridarum Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025922.1| Staphylococcus warneri 
97 Staphylococcus warneri Bacteria; 


ref|NR_026029.1 


ref|NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025792.1| Glycomyces algeriensis 
56 4032350 Glycomyces algeriensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025791.1| Glycomyces arizonensis 
01 4033899 Glycomyces arizonensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025790.1| Glycomyces 

ence 4033950 4035456 Glycomyces 
ycet Glycomycineae; 


Mycoplana bullata 
ana bullata Bacteria; 


ales; 


Paenibacillus lactis 
lactis Bacteria; 


ref|NR_025739.1 
11 Paenibacillus 


ref|NR_028832.1 
776745 778221 
omycetales; Cory 


Gordonia 
Gordonia 
nebacterineae; 


265678433 
917039 918551 Gordonia amicalis Bacteria; 


ref|NR_028735.1| Gordonia amicalis 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


408144 Bacteria_16S 
DSM 


408144 Bacteria_16S 


1350323 1350405 1 


1809841 1809923 1 


82 


43247 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


82 


strain Kb2 16S ribosomal RNA, partial sequence 


408144 Bacteria_16S 
granulosum strain 


408144 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partia 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
408144 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


408144 Bacteria_16S 


2078141 2078215 1 


2090317 2090398 1 


2232771 2232853 1 


2421354 24214361 


74 


DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


81 


82 


82 


gi| 228720546 


1349993 13514 


gi|219878329 


1809512 18109 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878137 
sequence 


gi 


219878129 
1 


gi 


gi|219857577 


gi] 219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
408144 Bacteria_16S 
strain Al-3 16S r 


408144 Bacteria_16S 
strain SJS0289-JS 


408144 Bacteria_16S 
strain HKI 0136 1 


408144 Bacteria_16S 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial 
sulfodismutans Bacteria; 


Desulfovibrio. 
408144 Bacteria_16S 
pfennigii strain 


Syntrophobacter. 
408144 Bacteria_16S 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
408144 Bacteria_16S 
strain W4937 16S 


408144 Bacteria_16S 


2747870 2747952 1 


2906010 2906092 1 


3039595 3039677 1 


3050222 3050296 1 
Proteobacteria; 


3407771 3407821 28 


3725798 3725880 1 


Actinomadura. 
4115659 41157411 


45641 45722 1 


81 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


82 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


82 


74 


Deltaproteobacteria; 


77 


81 


82 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


81 


strain M069 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408144 Bacteria_16S 
strain J1-31B-1 1 


408144 Bacteria_16S 
strain HKI0088 16 


408144 Bacteria_16S 


54918 54979 12 


65492 65573 1 


120139 120220 1 


72 


6S ribosomal RNA, partial sequence 54638 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


81 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


81 


strain 136 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408144 Bacteria_16S 


141426 141463 1 


38 


gi| 219857155 


2747544 27488 


gi| 219856852 


gi| 219846896 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846888 
sequence 


gi 


gi|219846640 


DSM 10092 16S ribosomal RNA, partial sequence 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; 


gi|219846417 


gi|219846140 


4115405 41168 
Corynebacterineae; 


gi| 265679033 
45374 


gi|265679027 


gi| 265679020 
65168 


gi| 265678982 


119823 12132 
ococcineae; Ce 


gi| 265678968 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 


succinoxidans Bacteria; 


Desulfuromusa. 
408144 Bacteria_16S 
strain Kysw2 16S 
Proteobacteria; 

408144 Bacteria_16S 
strain NCTC 279 1 
Firmicutes; 
408144 Bacteria_16S 
strain McClung 20 
Bacteria; Firmicutes; 
408144 Bacteria_16S 


Clostridia; 


Proteobacteria; 


142909 142946 1 


165842 165919 1 


Clostridiales; 
208706 208783 1 


Clostridia; 
225477 225557 1 


Deltaproteobacteria; 


38 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales; 


77 


77 


04 16S ribosomal RNA, partial sequence 
Clostridiales; 


81 


strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


gi| 265678967 


142594 14403 
Desulfuromon 


gi| 265678952 


6S ribosomal RNA, partial sequence 165488 16699 
Clostridiaceae; 


gi| 265678923 


Clostr 
gi 


idiaceae; 
265678912 


Cory 


Actinomyce 


sequence 


22324 


29056 


Desulfo 


sequenc 
Actinomycet 


46777 
Corynebacterineae; 


56028 
elotrichaceae; 


66643 
ococcineae; 


Desu 


20835 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Bo 


ref 


ref 


lfur 


ref 


ref 


ref 


Clos 


2077807 20793 


tales; Propionibacterineae; 


2089993 20914 
Actinomycetales; 


2421026 24225 
Actinomycetales; 


84 Arthrobacter 
Micrococcaceae; 


3407396 34088 
Syntrophobac 


e 3725501 37269 


Mycobacterium 


2 Cellulomonas 


141109 14254 


1 Desulfuromusa 


5 209857 Clostr 


NR_027594.1 


NR_025468.1 


NR_025276.1 
2 


NR_025268.1 
3 


NR_025165.1 


NR_025033.1 
0 


NR_024783.1 


NR_024671.1 


Williamsiac 
NR_026488.1 


Gordoniacea 
NR_026480.1 
6 
vibrionales; 


NR_026232.1 
8 


terales; Syn 


NR_026008.1 


0 
ales; Strept 
NR_025730.1 


Nocardiacea 
NR_029341.1 


Mycobacteri 
NR_029335.1 


Holdemania. 
NR_029328.1 


goriellaceae 
NR_029290.1 


1llulomonadac 
NR_029276.1 
3 
omonadales; 
NR_029275.1 
adaceae; Des 
NR_029260.1 
NR_029231.1 


tridium. 


ref 


Gordoniaceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
nebacterineae; 


Gordonia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Gordoniaceae; 


Gordonia. 
Propionibacterium 
0 Propionibacterium 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Gordonia namibiensis 


22 2233905 Gordonia namibiensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Rhodococcus 
2 Rhodococcus 


Corynebacterineae; 


Arthrobacter russicus 


russicus Bacteria; 


Arthrobacter. 
Williamsia maris 


66 2907143 Williamsia maris Bacteria; 


eae; Williamsia. 
Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Desulfovibrio 

7 Desulfovibrio 
Desulfovibrionaceae; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Actinomadura 
6 Actinomadura 


osporangineae; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Holdemania filiformis 


Holdemania filiformis Bacteria; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Clostridium tetani 


5 Clostridium tetani Bacteria; 
Clostridium. 


Clostridium sporogenes 
idium sporogenes 


NR_029220.1 


Mycobacterium chitae 


225125 226581 Mycobacterium chitae Bacteria; 


408144 Bacteria_ 
novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 
408144 Bacteria_ 
strain SEBR 7054 
Ther 


Thermotogae; 


408144 Bacteria_ 
strain W 1471 16S 
Clost 


Firmicutes; 


408144 Bacteria_ 
strain Kol5a 16S 
Aquificae; Aquifi 
408144 Bacteria_ 
A strain ELTDK 10 
Firmicu 


Bacteria; 


408144 Bacteria_ 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 
408144 Bacteria_ 
xinjiangensis str 
xinjiangensis Bac 


Micrococcaceae; 


408144 Bacteria_ 


J18 


Mycobacterium. 


408144 Bacteria_ 
strain R9242 16S 


Actinobacteria; 


408144 Bacteria_ 
aerolatum strain 
Bacteria; Actinob 


Microbacterium. 


408144 Bacteria_ 
CMS 76or 16S ribo 
Actinobacteridae; 
408144 Bacteria_ 


strain Pull 5.3 
Proteobacteria; 


408144 Bacteria_ 
scopiformis strai 
Bacteria; Actinob 


Streptomyces. 


408144 Bacteria_ 
hydrothermale str 
hydrothermale Bac 


Desulfacinum. 


408144 Bacteria_ 


cheerisanensis s 


cheerisanensis Ba 
Streptomycetaceae 
408144 Bacteria_ 
auratinigra strai 


auratinigra Bact 
Micromonosporace 


408144 Bacteria_ 


strain D2-18 16S 
Firmicutes; Clos 


408144 Bacteria_ 


aerofaciens stra 
aerofaciens Bact 
Coriobacteriacea 


408144 Bacteria_ 
intestinalis DSM 


13280 Bacteria; 
Collinsella. 


408144 Bacteria_ 
variabilis strain MX5 16S ribosomal RNA, partial sequence 


16S ribosomal 
Actinobacteridae; 
408144 Bacteria_ 
boenickei strain 
Bacteria; Actinob 


16S 242472 242553 1 
ain 73 16S ribosomal RNA, 


81 gi 


Mycobacterium. 


16S 247040 247117 1 q4 


gi 
motogales; Thermotogaceae; Thermotoga. 
16S 281617 281690 1 73 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
16S 290782 290859 1 77 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 

16S 313657 313734 1 77 gi 
3 16S ribosomal RNA, partial sequence 


Nesterenkonia. 

16S 466236 466317 1 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
16S 479969 480050 1 81 gi 
W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


81 gi 


16S 568758 568807 32 80 

ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Acti 
16S 618631 618710 1 79 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


16S 647661 647742 1 81 gi 
Actinomycetales; Micrococcineae; Micr 
16S 790890 790971 1 81 gi 
16S ribosomal RNA, 
Gammaproteobacteria; Alteromonadales; P 
16S 875961 876042 1 81 gi 
n A25 16S ribosomal RNA, partial seque 


acteria; Actinobacteridae; Actinomycet 
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16S 
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n TT1-11 16S ribosomal RNA, partial se 
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in JCM 10188 16S ribosomal RNA, partial 
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16S 1203506 1203587 1 81 gi 
13280 16S ribosomal RNA, partial seque 
Actinobacteria; Coriobacteridae; Coriob 


gi 


16S 1226041 1226122 1 81 gi 


complete seq 
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mily XIII. 
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acteriales; 
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1 619715 Micro 
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n 


riobacterine 


9 
e. 


r 


Cc 


i 


a 
M 


b 
r 


e 


Mycobacterium 
Mycobacterium 
bacterineae; 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Clostridium botulinum 
idium botulinum A 


tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 403126 403207 1 81 gi| 265678786 |ref|NR_029091.1| Streptomyces 
YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

16S 426386 426467 1 81 gi|265678770|ref|NR_029075.1| Nesterenkonia 
ain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 


occineae; 


Rothia amarae strain 
a; Actinobacteria; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Microbacterium 
acterium aerolatum 
obacteriaceae; 


Kocuria polaris strain 
ria; Actinobacteria; 


Psychromonas arctica 


arctica Bacteria; 
monas. 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Micromonospora 
4 Micromonospora 
osporineae; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Collinsella 

0 Collinsella 

terineae; 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


NR_025439.1 


Isoptericola 


1225722 1227193 Isoptericola variabilis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Isoptericola. 


408144 Bacteria_16S 
frederiksbergense 
frederiksbergense 


Mycobacteriaceae; 


408144 Bacteria_16S 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Altero 
228721493 


ganghwensis Bacteria; 
408144 Bacteria_16S 

thermoviolaceus subsp. 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceu 
Streptomyceta 
228721490 


Actinobacteridae; 


408144 Bacteria_16S 


strain HKI 0122 1 


Beutenbergia. 


408144 Bacteria_16S 
9799 16S ribo 


DSM 
Proteobacteria; 


408144 Bacteria_16S 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


fumaroxidans MPOB 


Syntrophobacteraceae; 
408144 Bacteria_16S 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 


1235184 1235265 1 81 gi 


Mycobacterium. 


1277177 1277258 1 81 gi 
Proteobacteria; 
1307391 1307472 1 81 gi 


thermoviolaceus strain DSM 40443 1 


Actinomycetales; Streptomycineae; 


1333491 1333572 1 81 gi 


1342617 1342698 1 81 gi 


1347261 1347326 2 66 gi 


Bacteria; Proteobacteria; 
Syntrophobacter. 
1448787 1448868 1 


81 gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Promicromonospora. 
408144 Bacteria_16S 
endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 
408144 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


subsp. 
subsp. 


subsp. 
subsp. 


caeruleus subsp. 


Actinomycetales; 


408144 Bacteria_16S 
matsumotoense strain IMSNU 22003 16S ribosomal 


mMatsumotoense Bac 


Micromonosporaceae; Micromonospora. 
408144 Bacteria_16S 
canariasense strain 502329 16S ribosomal RNA, partial sequence 
canariasense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


408144 Bacteria_16S 


strain MK27-91F2 


Couchioplanes caeruleus subsp. caeruleu 


1451701 1451782 1 81 gi 


1453232 1453313 1 81 gi 
strain G2-1 16S ribosomal RNA, partial 


1474240 14743211 81 gi 


Streptomyces. 


1488073 1488154 1 81 gi 


Streptomyces. 
1494083 14941641 81 gi 
caeruleus strain DSM 44103 16S ribosomal 


Micromonosporineae; Micromonosporaceae; 
1531703 1531784 1 81 gi 
RNA, parti 
teria; Actinobacteria; Actinobacteridae; 
1560359 1560440 1 


81 gi 


Mycobacterium. 


1573857 1573938 1 81 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


408144 Bacteria_16S 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; 


Streptomycineae; 


408144 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 


sclerotialus Bact 
Streptomycetaceae 


408144 Bacteria_16S 


1592263 1592344 1 81 gi 
Ac 
Streptomycetaceae; Streptomyces. 

1593809 1593890 1 81 gi 


strain DSM 40545 16S ribosomal RNA, part 


Streptomyces. 


1595356 1595437 1 81 gi 
eria; Actinobacteria; Actinobacteridae 
; Streptomyces. 


1726320 1726401 1 


81 gi 


219878254 
strain DSM 44346 16S ribosomal RNA, partial seq 
Bacteria; Actinobacteria; Actinobacteridae; Act 


219846127 


6S ribosomal RNA, partial sequence 13331481 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
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somal RNA, partial sequence 1342254 1343799 Ferri 
Gammaproteobacteria; Alteromonadales; Ferrimonada 
228720860 


224581421 


224581419 
Actinomyc 
224581418 


Bacteria; Actinobacteria; Actinobacteridae; Act 
Micrococcaceae; Arthrobacter. 
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albus strain DSM 40313 16S ribosomal RNA, partial 
albus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
408144 Bacteria_16S 
rimosus strain JCM 4667 16S ribosomal RNA, 
rimosus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
408144 Bacteria_16S 
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complete sequen 
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Actinomycetales; 


219846147 
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16S ribosomal RNA, partial sequence 1573526 15750 


219878482 
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Bacteria; Actinobacteria; Actinobacteridae; 
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408144 Bacteria_16S 


219878481 
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Actinomycetales; 
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inomycetales; Corynebacterineae; 


NR_025717.1 
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NR_027602.1 
s balearica 
Ferrimonas 
NR_027598.1 
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rophobacterales; 


NR_027202.1 
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cineae; Promicromonosporaceae; 


Colwelliaceae; 


9 
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1452894 14543 
inomycetales; Micrococcineae; 
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1473916 14754 
Streptomycineae; 
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Thalassomonas 
8 Thalassomonas 
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tenbergiaceae; 
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DSM 9799 Bacteria; 
Syntrophobacter 

7 Syntrophobacter 


Promicromonospora 
romonospora aerolata 


Micromonospora 
3 Micromonospora 


Micromonosporineae; 


Arthrobacter 
1 Arthrobacter 


albus 
albus 


Streptomyces 
4 Streptomyces 


rimosus 
rimosus 


Streptomyces 
5 Streptomyces 


Streptomycineae; 


Couchioplanes 
1493762 1495216 


Micromonospora 
9 1532864 Micromonospora 


monosporineae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Umezawaea tangerina 


mataceae; Umezawaea. 
Streptomyces rimosus 
9 1593434 Streptomyces 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Mycobacterium 


1725987 1727471 Mycobacterium 


rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


408144 Bacteria_16S 
moriokaense strai 
moriokaense Bacte 


Mycobacteriaceae; 


408144 Bacteria_16S 
longisporus strai 
longisporus Bacte 
Streptomycetaceae; 
408144 Bacteria_16S 
strain 4-0 16S ri 


strain IMSNU 2200 


Arthrobacter. 


408144 Bacteria_16S 
paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 
408144 Bacteria_16S 


strain CF-43 16S 


smegmatis strain 


smegmatis Bacteri 


Mycobacteriaceae; 


408144 Bacteria_16S 


strain CCUG 35957 


Streptomycetaceae 


408144 Bacteria_16S 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


408144 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


408144 Bacteria_16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


408144 Bacteria_16S 
ain 10bc312 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


408144 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


408144 Bacteria_16S 


thermospinosispor 
thermospinosispor 
Streptomycetaceae 


408144 Bacteria_16S 
in ATCC BAA-173 16S ribosomal 
eria; Actinobacteria; Actinobacteridae; 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


Mycobacterium. 
1730908 1730989 1 


Mycobacterium. 
1774827 1774908 1 


Streptomyces. 
1781010 1781091 1 


1866280 1866361 1 


1873880 1873961 1 


1937688 1937769 1 


; Brevibacterium. 
1958959 1959040 1 


2033535 2033616 1 


Mycobacterium. 
2035087 2035168 1 


2055248 2055329 1 


Streptomyces. 
2056759 2056840 1 


; Streptomyces. 
2058298 2058379 1 


; Streptomyces. 
2059860 2059933 1 


ridia; Clostridiales; 
2131364 2131445 1 
ATCC 27282 16S 
a; 
Mycobacterium. 
2173695 2173776 1 


teria; 
dococcus. 
2188890 2188971 1 


2260279 2260360 1 


; Streptomyces. 
2305864 2305945 1 


Tsukamurella. 


408144 Bacteria_16S 


2593839 2593920 1 


n ISP 5166 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
408144 Bacteria_16S 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
408144 Bacteria_16S 
ATCC 19420 16S ribosomal RNA, 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales 


81 


n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


81 


81 


81 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromono 
408144 Bacteria_16S 
nasiphocae strain 
nasiphocae Bacter 


81 


M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


81 


n CF 62 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


81 


81 


81 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
408144 Bacteria_16S 
reticuliscabiei strain CFBP 4531 16S ribosomal 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
408144 Bacteria_16S 
somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


81 


81 


81 


73 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


81 


81 


81 


6S ribosomal RNA, partial sequence 2188558 21900 
ammaproteobacteria; Alteromonadales; 
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us strain AT10 16S ribosomal RNA, partia 
us Bacteria; Actinobacteria; Actinobacteridae; Actin 
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RNA, 
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16 Arthrobacter 
Micrococcaceae; 
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Corynebacterineae; 
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Actinomycetales; 


2056438 20579 
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inomycetales; 


20 2060972 Eubac 


131039 21324 
; Corynebacterineae; 


173451 21748 
Actinomycetales; 


1 sequence 2259931 22614 


NR_025526.1 
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Actinomycetales; 


NR_025492.1 


1774532 177597 
Streptomycineae; 


NR_025488.1 


NR_025429.1 


NR_025424.1 
Ss; Micrococ 
NR_025375.1 
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NR_025361.1 


NR_025311.1 


NR_025310.1 
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crococcaceae; 


NR_025293.1 


NR_025292.1 
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NR_025291.1 


NR_025289.1 


NR_025236.1 


NR_025208.1 
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NR_025147.1 
omycetales; 
NR_025113.1 


23055 
les; 


NR_024903.1 
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sporaceae; 


3 


c 


5 


0 


205497 
Streptomycineae; 


2 
Streptomycineae; 


6 
Streptomycineae; 


8 


5 
Corynebacterineae; 


5 


1 
Corynebacterineae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Streptomyces 
9 Streptomyces 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
crococcaceae; 


Citricoccus. 

Asanoa ishikariensis 
ishikariensis Bacteria; 
Asanoa. 
Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Brevibacterium 
9 Brevibacterium 


Arthrobacter albus 
albus Bacteria; 
Arthrobacter. 
Mycobacterium 
2 Mycobacterium 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Streptomyces 

0 2056387 Streptomyces 


Streptomyces 
0 Streptomyces 


Streptomyces 
9 Streptomyces 


Eubacterium sulci 


terium sulci Bacteria; 


Mycobacterium 
9 Mycobacterium 


Rhodococcus 
9 Rhodococcus 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 
Shewanella. 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Tsukamurella 
7 2307028 Tsukamurella 


Mycobacterium tusciae 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


408144 Bacteria_16S 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
408144 Bacteria_16S 


erythreum strain 


erythreum Bacteri 


Nocardioidaceae; 


408144 Bacteria_16S 


strain Y223G 16S 
Proteobacteria; 


strain SM2-1 16S 
Proteobacteria; 
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408144 Bacteria_16S 


G 


2639842 2639923 1 81 gi 
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2658054 2658123 13 81 gi 
NRRL B-3381 16S ribosomal RNA, partial 


Aeromicrobium. 
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ammaproteobacteria; Alteromonadales; C 
2733226 2733307 1 81 gi 
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343 
lac 
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a; Actinobacteria; Actinobacteridae; Act 


ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref|NR_024846.1 

2657714 265918 
ales; Propioniba 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 

Aeromicrobium 
7 Aeromicrobium 
cterineae; 


v 


ref|NR_024805.1| Colwellia piezophila 
81 Colwellia piezophila Bacteria; 
ae; Colwellia. 
ref|NR_024793.1| Shewanella sairae 
48 Shewanella sairae Bacteria; 
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schlegeliana stra 
schlegeliana Bacteria; 
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16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
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16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
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16S ribosomal RNA, partial sequence 2803231 28 
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eromonadales; Shewanellaceae; 
ref|NR_024788.1| Agarivorans albus 
76 Agarivorans albus Bacteria; 
aceae; Agarivorans. 
ref|NR_024760.1| Streptomyces 
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etales; Streptomycineae; 


ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


ref|NR_024747.1| Actinoplanes 
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ales; Micromonosporineae; 


ref|NR_024745.1| Actinoplanes lobatus 
36 Actinoplanes lobatus Bacteria; 
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ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024743.1| Actinoplanes humidus 
80 Actinoplanes humidus Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 

2804752 2806224 Actinoplanes 
cetales; Micromonosporineae; 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


ref|NR_024725.1| Catenuloplanes crispus 
39 Catenuloplanes crispus Bacteria; 
neae; Micromonosporaceae; 


v 


ref|NR_024714.1 
2842551 284406 
ales; Streptomyc 


Kitasatospora 
5 Kitasatospora 
ineae; 


, 


ref|NR_024681.1 
2890502 289195 
etales; Micromon 


Actinoplanes 
8 Actinoplanes 
osporineae; 


ref |NR_024639.1| Gordonia rhizosphera 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetal 


les; Corynebacterineae; Gordoniaceae; Gordonia. 


408144 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


408144 Bacteria_16S 


macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 


408144 Bacteria_16S 


thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 


408144 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Nocardioidaceae; 


408144 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


408144 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


408144 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


408144 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


408144 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


408144 Bacteria_16S 


strain 1A-C 16S r 


strain DSM 43039 


2960444 2960525 1 81 gi 
ia; Alteromonadales; Colwelliaceae; Co 
2977303 2977384 1 81 gi 
n A1201 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
2978835 2978916 1 81 gi 
rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 
3012297 3012366 13 81 gi 
n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 
3022867 3022948 1 81 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3078796 3078869 1 73 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081948 3082021 1 73 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


, 


v 


3102911 3102992 1 81 gi 
in HR1-2 16S ribosomal RNA, partial se 


e; Verrucosispora. 

3224042 3224115 8 80 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3310414 3310495 1 81 
ibosomal RNA, partial sequence 


gi 


3331684 3331765 1 81 gi 


2960112 2961625 Colwe 


eria; Actinobacteria; Actinobacteridae; 


3310081 33114 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 
16S ribosomal RNA, partial sequence 3331343 33328 


219856816 


lwellia. 
219846938 

uence 

Actinomyc 


219846937 
sequence 
ae; Actino 


’ 


219846915 
uence 
Actinomyc 


219846908 
1 sequence 
eridae; Ac 


219846869 
ence 30784 
ellales; D 
219846867 
equence 

eria; Desu 


219846853 
quence 


; Actinomy 


219846771 
32236 
Acti 


ales; 


219846713 


ococcineae 
219846697 


ref 
llia 


ref 


etal 


ref 


myce 


ref 


etal 


ref 


tino 


ref 


esul 
ref 


lfur 


ref 


Ww 


ceta 
ref 

nomy 

ref 


7 Bo 
ref 


2976976 29784 


2978510 29799 


3011945 30134 


3022528 30239 


57 3079982 Desul 


3081609 30831 


102586 31040 


89 3225098 Actin 


NR_024635.1 
maris Bacte 


NR_026530.1 
5 
es; Strepto: 
NR_026529.1 
9 
tales; Strep 
NR_026507.1 
4 
es; Propioni 
NR_026500.1 
8 
mycetales; C 
NR_026461.1 
£ 
furellaceae; 
NR_026459.1 
3 
s 


ellales; De 
NR_026445.1 
4 
les; Micromo 
NR_026363.1 
° 
cineae; Acti 
NR_026305.1 


goriellaceae 
NR_026289.1 


ria; Proteobacteria; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Desulfurella 

urella multipotens 
Desulfurella. 
Desulfurella 

4 Desulfurella 

ulfurellaceae; 


Verrucosispora 


7 Verrucosispora 
nosporineae; 


myces europaeus 
nomycetaceae; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


Colwellia maris strain 


Actinomyces europaeus 


neae; Micromonos 
ref |NR_026288.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
408144 Bacteria_16S 3333179 3333260 1 81 gi| 219846696 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
408144 Bacteria_16S 3334673 33347541 81 gi|219846695 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Micromonosporaceae; Actinoplanes. 
408144 Bacteria_16S 3336168 3336249 1 81 gi| 219846694 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
408144 Bacteria_16S 3340714 3340795 1 81 gi| 219846690 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micro: 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
Micromonospora. 
408144 Bacteria_16S 
inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 

408144 Bacteria_16S 
aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 

408144 Bacteria_16S 
halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 

408144 Bacteria_16S 
coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 

408144 Bacteria_16S 3354484 3354565 1 81 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 


poraceae; Pilimelia. 
Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_026287.1| Actinoplanes 

3334351 3335794 Actinoplanes 
cetales; Micromonosporineae; 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026282.1 
monospora rosari 
neae; Micromonos 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 

Micromonospora rosaria 
a Bacteria; 
poraceae; 


’ 


3343760 3343841 1 81 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


219846688 
33434 
Micr 


ref|NR_026280.1| Micromonospora 

22 3344899 Micromonospora inositola 
ales; omonosporineae; Micromonosporaceae; 
3345288 3345369 1 81 gi 
813 16S ribosomal RNA, partial sequenc 


acteria; Actinobacteridae; Actinomycet 


219846687 
e 33449 
al Micr 


ref|NR_026279.1| Micromonospora 

50 3346425 Micromonospora aurantiaca 
es; omonosporineae; Micromonosporaceae; 
3346814 3346895 1 81 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


219846686 
ce 33464 
al Micr 


ref|NR_026278.1| Micromonospora 

76 3347951 Micromonospora halophytica 
es; omonosporineae; Micromonosporaceae; 
3348340 3348421 1 81 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


219846685 
33480 
Micr 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


ales; 


tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae 


408144 Bacteria_ 


uratoxydans stra 
uratoxydans Bact 
Arthrobacter. 


408144 Bacteria_ 


strain DSM 20119 
Actinobacteria; 


408144 Bacteria_ 


strain DSM 20138 
Actinobacteria; 


408144 Bacteria_ 


histidinolovoran 
histidinolovoran 
Micrococcaceae; 


408144 Bacteria_ 


strain DSM 20116 
Actinobacteria; 


408144 Bacteria_ 


strain NCTC 2517 
Bacteria; Actino 
Cellulomonas. 


408144 Bacteria_ 


hordeovulneris s 
hordeovulneris B 
Actinomycetaceae 


408144 Bacteria_ 


strain ATCC 4399 
Proteobacteria; 


408144 Bacteria_ 


strain DSM 6836 
Firmicutes; Clos 


408144 Bacteria_ 


strain DSM 20315 
Actinobacteria; 


408144 Bacteria_ 


strain DSM 20541 
Actinobacteria; 


408144 Bacteria_ 


protophormiae st 
protophormiae Ba 
Micrococcaceae; 


408144 Bacteria_ 


strain DSM 20546 
Actinobacteria; 


408144 Bacteria_ 


polychromogenes 
polychromogenes 
Micrococcaceae; 


408144 Bacteria_ 


strain DSM 20545 
Actinobacteria; 


408144 Bacteria_ 
nicotianae strain 
nicotianae Bacter 


Arthrobacter. 
408144 Bacteria_ 
strain : DSM4333 


Actinobacteria; 


408144 Bacteria_ 
bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 
408144 Bacteria_ 


strain DSM 7345 
Proteobacteria; 


408144 Bacteria_ 
acetivorans strai 
Proteob 


Bacteria; 


408144 Bacteria_ 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 


; Brachybacterium. 

16S 3398555 3398624 13 81 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


i 
e 
16S 3401603 3401684 1 81 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 3403141 3403222 1 81 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3404673 3404754 1 81 gi 
s strain DSM 20115 16S ribosomal RNA, p 
s Bacteria; Actinobacteria; Actinobacte 
Arthrobacter. 

16S 3406199 3406280 1 81 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 3415282 3415363 1 81 gi 
4 16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomycet 


16S 3416748 3416829 1 81 gi 
train CIP 103149 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacterid 
Actinomyces. 
16S 3428625 3428706 1 81 gi 
2 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Alteromonadales; S 
16S 3446252 3446325 1 73 gi 
1 
tridia; Clostridiales; 
16S 3452483 3452564 1 


v 


Clostridiaceae; 
81 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3457067 3457148 1 81 gi 


Actinobacteridae; Actinomycetales; Micr 
16S 3458562 3458643 1 81 gi 
rain DSM 20168 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterida 
Arthrobacter. 

16S 3461603 3461684 1 81 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 3463126 3463207 1 81 gi 
strain DSM 20136 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacteri 
Arthrobacter. 

16S 3464649 3464730 1 81 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 3466172 3466253 1 81 gi 
DSM 20123 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 


16S 3473783 3473864 1 81 gi 
8 16S ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 3485895 3485976 1 81 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3489003 3489040 1 


’ 


16S 
1 
Deltaproteobacteria; Desulfuromonadales 
16S 3587869 3587942 1 73 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 


38 gi 


219846646 
sequence 
Actinomyc 


219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846642 
artial seq 
ridae; Act 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 


ococcineae 
219846634 
34149 
ales; Micr 
219846633 
tial seque 
ae; Actino 
219846625 
34282 
hewanellac 
219846612 


6S ribosomal RNA, partial sequence 3445905 34473 


Clostridiu 
219846608 


16S ribosomal RNA, partial sequence 3452140 34536 


ococcineae 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


ococcineae 
219846603 
al sequenc 
e; Actinom 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846598 

sequence 

Actinomyce 


219846593 
34734 
nebacterin 

219846585 

sequence 
Actinomyc 


219846583 


6S ribosomal RNA, partial sequence 3488653 34901 


; Desulfur 


219846517 
nce 35875 
ellales; D 


16S 3639432 3639513 1 81 gi 


219846479 


ref |NR_026238.1 
3398202 339968 
etales; Micrococ 


ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref|NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref 
nce 
myce 


NR_026225.1 

341641 
tales; Actin 
ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella 
ref |NR_026204.1 


mM. 


ref|NR_026200.1 


; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ycetales; Microc 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref |NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
Micrococcacea 


tale 


ref = 
44 3474924R 
eae; Nocardi 
ref 


6 
etal 


ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 


omycineae; 


Shewanella benthica 
ella benthica Bacteria; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


’ 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 

Streptomyces 
6 Streptomyces 


mycineae; 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Desulfurella 
urella acetivorans 
Desulfurella. 


ref |NR_026071.1 


363910 


Streptomyces 
4 3640605 Streptomyces 


thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
408144 Bacteria_16S 
auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 

408144 Bacteria_16S 
philippinensis st 


3712278 3712359 1 


3713739 3713820 1 


Micromonosporaceae; Actinoplanes. 


408144 Bacteria_16S 
hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 

408144 Bacteria_16S 
verrucosospora st 


Thermomonosporaceae; 
408144 Bacteria_16S 
luteofluorescens 
luteofluorescens 
Thermomonosporaceae; 
408144 Bacteria_16S 
strain IFO 14097 


408144 Bacteria_16S 
cellulolyticus st 


408144 Bacteria_16S 
metallireducens s 
metallireducens B 
Geobacter. 

408144 Bacteria_16S 
acidiscabies stra 


Streptomycetaceae; 
408144 Bacteria_16S 
strain DSS12 16S 
Proteobacteria; 

408144 Bacteria_16S 
cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 
408144 Bacteria_16S 


strain JC1078 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


408144 Bacteria_16S 


acteria; 


3721282 3721363 1 


3724339 37244201 


rain A-184 16S ribosomal RNA, 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3728707 3728788 1 


Actinomadura. 
3736003 3736083 1 


3852060 3852133 1 


Firmicutes; 
3885790 3885827 1 


3927045 3927126 1 


in RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3950640 3950721 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


4038781 4038862 1 


4053780 4053861 1 


4058317 4058398 1 


81 gi 


in 253 16S ribosomal RNA, partial sequence 37119 
acteria; Actinobacteridae; Actinomycet 


81 gi 


rain P-15 16S ribosomal RNA, partial s 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


81 gi 


3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


81 gi 


partial 


81 gi 


strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


81 gi 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 


rain CD2 16S ribosomal RNA, partial sequence 
cellulolyticus Bacteria; 


train GS-15 16S ribosomal RNA, partial 
Proteobacteria; 


LTA-388 16S ribosomal RNA, partial sequ 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


81 gi 


alkalitolerans strain YIM 70010 16S ribosomal RNA, part 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 
Citricoccus. 


Micrococcaceae; 
408144 Bacteria_16S 
strain DSA1 16S r 


408144 Bacteria_16S 
KMM 3905 16S ribo 
Actinobacteridae; 
408144 Bacteria_16S 
strain KMM 3823 1 
Proteobacteria; 
408144 Bacteria_16S 


vanbaalenii strain PYR-1 
ria; Ac 
Mycobacterium. 


vanbaalenii Bacte 
Mycobacteriaceae; 
408144 Bacteria_16S 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 


ulcerans Bacteria; 


ibosoma 
Actinobacteria; Actinoba 


somal R 
Actino: 


6S ribo 
Gammapro 


4111208 4111289 1 
1 RNA, partial 


4124923 41250041 


4178715 4178796 1 


Corynebacteriaceae; Corynebacterium. 


408144 Bacteria_16S 


amnigena strain ASRB1 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 
408144 Bacteria_16S 


strain W6 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


Clostridiales; 


cteridae; Actinomycetales; Prop 


Actino: 

81 gi|219846144 
sequence 4110861 41123 
ionibacter 

81 gi| 219846133 


NA, partial sequence 4124587 4126026 Kocur 
mycetales; Micrococcineae; Microc 


81 gi 


somal RNA, partial sequence 4178357 41798 


teobacteria; Alteromonadales; Shewanellac 
115561 115641 1 80 gi| 265678985 

16S ribosomal RNA, partial sequence 
tinobacteria; Actinobacteridae; Actinomyc 
117116 117196 1 80 gi| 265678984 
Actinobacteria; Actinobacteridae; Actinomyceta 
121720 121796 2 77 gi| 265678981 
12137 
acteria; Deltaproteobacteria; Syntrophobacterale 
150433 150505 1 72 gi| 265678962 


Clostridiaceae; 


4053509 40549 


219846428 


ales; 
219846427 
equence 


219846420 
ce 37209 
ales; 
219846418 
sequence 


219846415 
1 sequence 
idae; Acti 


219846410 


Streptosporangineae; Streptosp 

73 gi| 219846327 |ref|NR_025917.1 
3851732 385319 

Clostridia; Clostridiales; Ruminococcaceae; 
38 gi|219846305|ref|NR_025895.1 
sequence 3885428 388697 
Deltaproteobacteria; Desulfuromonadales 
81 gi|219846276|ref|NR_025866.1 
complete sequence 3926691 392822 
Actinomycetales; Strepto 

81 gi|219846258|ref|NR_025848.1 

3950287 39517 

Shewanellaceae; Shewanella. 

81 gi| 219846197 |ref|NR_025787.1 
ence 4038441 403994 
Actinomycetales; Corynebac 

81 gi|219846184|ref|NR_025774.1 


occineae 
219846181 
ial sequen 


occaceae 
219846094 


Micromonosporine 


Actinomycetales; 


Corynebacterineae; 


Actinomycetales; 


ref|NR_026019.1 
82 3713392 Actino 
ae; 


ref|NR_026018.1 
3713443 371485 
Micro 


ref|NR_026011.1 
52 3722442 Mycoba 


ref|NR_026009.1 
3724040 372545 
Strep 


ref|NR_026006.1 
3728410 372981 
nomycetales; Str 


ref|NR_026001.1 


29 Serinicoccus 
; Intrasporangia 
ref|NR_025771.1 
ce 4057969 405944 
mycetales; Micro 
ref|NR_025734.1 
ineae; Nocardioi 
ref|NR_025723.1 
ia marina Bacter 
; Kocuria. 
ref |NR_025684.1 


Shewanella 
ref|NR_029293.1 

115240 116730 
etales; Coryneba 


eae; 


ref 
1 
les; 


NR_029292.1 
16781 118270 
Corynebacte 


ref|NR_029289.1 
3. 122854 Desulf 
s; Syntrophobact 


Streptomycineae; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Mycobacterium 
cterium hassiacum 


Mycobacteriaceae; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
8 Actinomadura 


eptosporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Geobacter 
3 Geobacter 
; Geobacteraceae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 

coccineae; 


Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Kocuria marina strain 
ia; Actinobacteria; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Mycobacterium 
Mycobacterium 
cterineae; 


Corynebacterium 
Corynebacterium 
rineae; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 


ref |NR_029270.1 


Clostridium. 


Clostridium litorale 


150066 151566 Clostridium litorale Bacteria; 


408144 Bacteria_16S 182463 182535 1 72 
strain 6VI 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
408144 Bacteria_16S 207153 207225 1 
argentinense stra 
argentinense Bacteria; 
408144 Bacteria_16S 
kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiaceae; Amycolatopsis. 
408144 Bacteria_16S 460195 460275 1 
mediterranei stra 


72 


Firmicutes; Clostridia; 
437271 437351 1 80 


80 


Pseudonocardiaceae; Amycolatopsis. 
408144 Bacteria_16S 509263 509343 1 
caspium strain M/ 
caspium Bacteria; 
Corynebacteriaceae; Corynebacterium. 

408144 Bacteria_16S 544254 544334 1 80 
IMMIB R-145 16S ribosomal RNA, partial sequence 


80 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 
aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 
408144 Bacteria_16S 
pyrenivorans stra 


551990 552070 1 80 


580675 580755 1 80 


Mycobacteriaceae; Mycobacterium. 
408144 Bacteria_16S 739872 739952 1 
paurometabolica s 


80 


Pseudonocardineae; Pseudonocardiaceae; 
408144 Bacteria_16S 773948 774028 1 
strain YIM90005 1 


80 


408144 Bacteria_16S 
strain J72 16S ri 


789320 789400 1 80 
bosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 
gasicomitatum str 
gasicomitatum LMG 
408144 Bacteria_16S 
strain 213E 16S r 


856323 856395 1 72 


18811 Bacteria; Firmicutes; 
918950 919030 1 80 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 963736 963816 1 
strain Y9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 994532 994604 1 72 
hydrogenoformans 
hydrogenoformans Bacteria; 
Sedis; Acidaminobacter. 
408144 Bacteria_16S 
strain AAFu3 16S 
Deferribacteres; 


80 


Firmicutes; Clostridia; 


1148988 1149060 1 72 
ribosomal RNA, partial sequence 
Deferribacterales; 


408144 Bacteria_16S 1176271 1176343 1 72 gi|228718376|ref|NR_027573.1 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 11773 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
408144 Bacteria_16S 1245787 1245867 1 80 gi|219857484|ref|NR_025072.1 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
408144 Bacteria_16S 1265230 1265302 1 72 gi|219846539|ref|NR_026131.1 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408144 Bacteria_16S 1290780 1290860 1 80 gi|228720812|ref|NR_027597.1 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Coryne 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
Corynebacteriaceae; Corynebacterium. 

408144 Bacteria_16S 1520990 15210701 80 gi|219857610|ref|NR_025199.1 


gi 


Clostridiaceae; 


gi 


in ATCC 27322 16S ribosomal RNA, parti 
Clostrid 


gi 


ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


gi 


265678941|ref|NR_029249.1| Clostridium irregulare 
182124 183612 Clostridium irregulare Bacteria; 

Clostridium. 

265678924 |ref|NR_029232.1| Clostridium 

al sequence 206801 208304 Clostridium 

iales; Clostridiaceae; Clostridium. 

265678763 |ref|NR_029068.1| Amycolatopsis 

rtial sequence 436922 438427 Amycolatopsis 

e; Actinomycetales; Pseudonocardineae; 

265678744 | ref |NR_029049.1| Amycolatopsis 

quence 459859 461323 Amycolatopsis 


in NT 19 16S ribosomal RNA, partial se 
mediterranei Bacteria; Actinobacteria; Actinobacteridae 


gi 


106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 


gi 


543951 54542 
nebacterineae; 


gi 


613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


in 17A317A3 16S ribosomal RNA, partial 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae 


gi 


train YIM 90007 16S ribosomal RNA, par 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; 
Saccharomonospor 


gi 


gi 


789013 79048 
nebacterin 


gi 


ain TB1-10 16S ribosomal RNA, partial 
Lactobaci 


gi 


918602 92011 
nebacterineae; 


gi 


265678712 
quence 


265678689 


265678684 
e 
ales; 


265678665 
sequence 


265678554 


a. 
265678530 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


265678519 


265678474 
sequence 
llales; 

265678432 


265678402 


963457 96488 


Cory 
gi 


strain glu 65 16S ribosomal RNA, parti 


Clos 


gi 


265678381 


253680757 


1148654 11501 


Deferribacteraceae; 


; Actinomy 


inomycetal 


55170 
Cory 


; Actinomy 


Le 


al sequenc 
tridiales; 


ref 


es; 


ref 


ref 


ref 


ref 


tial sequence 


ref 


ref 


eae; 


ref 


ref 


ref 


ref 


Clo 


ref 


ceta 


508981 51033 


neba 


580337 581817 
ceta 


855982 85747 
ucon 


e 994185 99565 


les; 
NR_029017.1 


1 
Corynebacter 
NR_028994.1 


Nocardiace 
NR_028989.1 


cterineae; 


NR_028970.1 


les; Coryneb 
NR_028858.1 
739522 


NR_028834.1 


Pseudonocar 
NR_028823.1 


Gordoniace 
NR_028777.1 
5 
ostoc. 
NR_028734.1 


Gordoniacea 
NR_028704.1 


Nocardiacea 
NR_028683.1 
2 
stridiales F 


NR_028005.1 


ae; 


Pseudonocardineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


Nocardia. 
Corynebacterium 


3 553077 Corynebacterium aquilae 
Corynebacteriaceae; 


Mycobacterium 
Mycobacterium 
acterineae; 


Saccharomonospora 
740995 


Actinobacteridae; Actinomycetales; 


Prauserella alba 


2 Prauserella alba Bacteria; 
donocardineae; 


diaceae; Prauserella. 
Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
ae; 


Gordonia. 
Leuconostoc 
Leuconostoc 


Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 
nebacterineae; 


e; Nocardia. 
Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 
Geovibrio. 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Clostridium grantii Al 


; Firmicutes; 


Corynebacterium 
bacterium urealyticum 
rineae; 


Nocardia 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 


408144 Bacteria_16S 1563293 1563373 1 80 gi|219846103|ref|NR_025693.1| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
408144 Bacteria_16S 1672936 1673016 1 80 gi| 219878426 |ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
408144 Bacteria_16S 1675958 1676038 1 80 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
408144 Bacteria_16S 1677475 1677555 1 80 gi|219878423|ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
408144 Bacteria_16S 1678996 1679076 1 80 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
408144 Bacteria_16S 1683631 1683703 1 72 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408144 Bacteria_16S 1686565 1686613 33 80 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 
408144 Bacteria_16S 1729396 1729476 1 80 gi|219878388|ref|NR_025527.1| Mycobacterium agri 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium agri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


408144 Bacteria_16S 1758464 1758544 1 80 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

408144 Bacteria_16S 1883117 1883189 1 72 gi|219878277|ref|NR_025416.1| Sporomusa malonica 


strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
408144 Bacteria_16S 1886263 1886343 1 80 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 
408144 Bacteria_16S 1907199 1907279 1 80 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
408144 Bacteria_16S 1925520 1925600 1 80 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
408144 Bacteria_16S 1952965 1953045 1 80 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
408144 Bacteria_16S 1954435 1954515 1 80 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


408144 Bacteria_16S 1968107 1968179 1 72 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

408144 Bacteria_16S 2132867 2132947 1 80 gi|219857646|ref|NR_025235.1| Mycobacterium 


ND 


poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 132540 2133989 Mycobacterium 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
408144 Bacteria_16S 2138940 2139020 1 80 gi| 219857642 |ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
408144 Bacteria_16S 2149512 2149592 1 80 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
408144 Bacteria_16S 2161473 2161553 1 80 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
strain F829 16S ribosomal RNA, partial sequence 2161153 2162578 Nocardia caishijiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


408144 Bacteria_16S 
strain IH003 16S 
Firmicutes; Lacto 
408144 Bacteria_16S 
viterbiensis stra 
viterbiensis Bacteria; 
408144 Bacteria_16S 
strain DSM5578 16 


2176786 2176858 1 72 


ribosomal RNA, partial sequence 
bacillales; 


Leuconostoc. 


2405863 2405935 1 72 


in JW/MS-VS5 16S ribosomal RNA, partia 


Firmicutes; Clostridia; 
2418256 2418328 1 2 


S ribosomal RNA, partial sequence 


gi|219857615 
2176454 21779 


219857456 
1 sequence 
Clostridiales; Clo 
gi| 219857447 
2417916 24194 


gi 


ref|NR_025204.1| Leuconostoc inhae 
27 Leuconostoc inhae Bacteria; 


Caloramator 
6 Caloramator 


ref |NR_025044.1 
2405537 240701 

stridiaceae; Caloramator. 

ref |NR_025035.1| Leuconostoc gelidum 

20 Leuconostoc gelidum Bacteria; 


Firmicutes; Lactobacillales; Leuconostoc. 

408144 Bacteria_16S 2463576 2463648 1 72 gi| 219857407 |ref|NR_024995.1| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
408144 Bacteria_16S 2564559 2564631 1 72 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
408144 Bacteria_16S 2609155 2609235 1 80 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

408144 Bacteria_16S 2610724 2610804 1 80 gi|219857258|ref|NR_024889.1| Prauserella rugosa 


strain DSM 43194 


strain SEBR 4211 
Firmicutes; Clost 


408144 Bacteria_16S 


strain MS1-3 16S 


strain IFM 10088 


Bacillales; Bacil 


408144 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


408144 Bacteria_16S 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
408144 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


408144 Bacteria_16S 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacil 


Bacillales; Bacil 


408144 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


408144 Bacteria_16S 


strain 10.268-1 1 


flavithermus stra 
flavithermus Bact 


408144 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


408144 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


408144 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


408144 Bacteria_16S 


strain DSM 44140 
Actinobacteria; A 


408144 Bacteria_16S 


do 


2615426 2615498 1 72 


gi 
ridia; Clostridiales; Clostridiales Fami 
2677523 2677603 1 80 gi 
ribosomal RNA, partial sequence 
ne 
2688022 2688102 1 80 gi 
ne 


2698392 2698464 1 72 


gi 
laceae; Bacillus. 

2794538 2794610 1 72 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2833797 2833877 1 80 gi 
1 16S ribosomal RNA, partial sequence 


se 


ne 


2869251 2869323 1 72 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2878720 2878792 1 72 gi 


ar 
ci 


laceae; Bacillus. 

2918362 2918410 33 80 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


eq 
er 
2984959 2985039 1 80 gi 
ne 
2998639 29987111 72 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3110352 3110424 1 72 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3147969 3148049 1 80 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 
ea 


eq 
tr 


al 


3240698 3240770 1 72 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3321004 3321084 1 80 gi 


gi 


Th 


ctinobacteridae; Actinomycetales; Coryne 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
408144 Bacteria_16S 219857255 


16S ribosomal RNA, partial sequence 2615060 26165 


219857204 
2677198 26786 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
408144 Bacteria_16S 219857197 
16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
408144 Bacteria_16S 


MA001 16S ribosomal RNA, partial sequence 


219857189 
2698052 2699555 Bacil 


219857120 
id 
219856901 
219856878 


219856872 


219856844 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408144 Bacteria_16S 219846924 


219846848 


219846823 


219846760 
3240430 32418 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


nocardin 


ly XII. 


bacterin 


bacterin 


quence 


iales; C 


28334 
bacterin 


tial seq 
llaceae; 


uence 
ia; Hydr 


bacterin 


equence 
e; Anoxy. 


uence 
idiales; 


31476 


es; Cory 


ermobrac 


bacterin 


3337677 3337757 1 80 gi 


219846693 


91 Prauserella rugosa Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 

ref |NR_024832.1| Nocardia takedensis 

45 Nocardia takedensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_024825.1| Nocardia sienata 

13 Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_024817.1| Bacillus asahii strain 
lus asahii Bacteria; Firmicutes; 


ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
lostridiaceae; Alkaliphilus. 
ref|NR_024722.1| Nocardia vinacea 
66 2834941 Nocardia vinacea Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024697.1| Bacillus 
uence 2868896 2870426 Bacillus 
Bacillus; Bacillus cereus group. 
ref|NR_024691.1| Bacillus flexus strain 
lus flexus Bacteria; Firmicutes; 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


ref|NR_024663.1 
2918000 291946 
ogenophilales; H 


ref|NR_026525.1| Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_026516.1| Anoxybacillus 

16 Anoxybacillus 


NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026415.1 
42 3149116 Coryne 


nebacterineae; C 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


ref|NR_026352.1| Thermobrachium celere 
33 Thermobrachium celere Bacteria; 
hium. 
ref|NR_026297.1| Gordonia hirsuta 
44 Gordonia hirsuta Bacteria; 
eae; Gordoniaceae; Gordonia. 


ref|NR_026285.1| Mycobacterium 


parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


408144 Bacteria_16S 
austroafricanum s 
austroafricanum B 


Mycobacteriaceae; 


408144 Bacteria_16S 
proteoclasticus s 
proteoclasticus B 
408144 Bacteria_16S 


strain DSM 44015 


Bacteria; Actinob 
408144 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


408144 Bacteria_16S 
municipale strain 
municipale Bacter 
Pseudonocardiacea 
408144 Bacteria_16S 
strain IndiB4 16S 
Clost 
408144 Bacteria_16S 
restrictus strain 
restrictus Bacter 
408144 Bacteria_16S 
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Proteob 
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408144 Bacteria_16S 
strain G2 16S rib 
Bacil 
408144 Bacteria_16S 


Firmicutes; 


Bacteria; 


Firmicutes; 


strain CTCBS1 16S 


Proteobacteria; 
408144 Bacteria_16S 


collagenovorans s 


collagenovorans B 
408144 Bacteria_16S 


subtile strain F3 


Bacteria; Actinob 
408144 Bacteria_16S 


strain R65 16S ri 


Proteobacteria; 
408144 Bacteria_16S 
strain LF13 16S r 


Caldithrix. 


408144 Bacteria_16S 


impatiens strain 


Bacteria; 


odorimutans 
odorimutans 
Anaerovorax. 


408144 Bacteria_16S 
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408144 Bacteria_16S 836762 836841 1 79 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

408144 Bacteria_16S 878919 878962 1 44 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
Prochlorococcaceae; Prochlorococcus. 


408144 Bacteria_16S 966932 966963 50 81 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

408144 Bacteria_16S 1152021 1152052 50 81 gi|253680755|ref|NR_028003.1| Psychromonas kaikoae 


strain JT7304 16S ribosomal RNA, partial sequence 1151622 1153067 Psychromonas kaikoae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 


408144 Bacteria_16S 1164087 1164130 1 44 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

408144 Bacteria_16S 1182310 1182353 1 44 gi|228717350|ref|NR_027562.1| Anaerofustis 


stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
408144 Bacteria_16S 1205014 1205089 1 75 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
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408144 Bacteria_16S 1271342 1271413 2 72 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

408144 Bacteria_16S 1275737 1275768 50 81 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
408144 Bacteria_16S 1292292 1292323 50 81 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 
408144 Bacteria_16S 1330364 1330443 1 79 gi|219846082|ref|NR_025672.1| Bifidobacterium 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
408144 Bacteria_16S 1462253 1462284 50 81 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

408144 Bacteria_16S 1756972 1757003 50 81 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

408144 Bacteria_16S 1783968 1783999 50 81 gi|219878347|ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
408144 Bacteria_16S 1832785 1832864 1 79 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 
408144 Bacteria_16S 1863171 1863202 50 81 gi|219878292|ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
408144 Bacteria_16S 1864753 1864784 50 81 gi|219878291|ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 
408144 Bacteria_16S 1895506 1895577 2 72 gi|219878267|ref|NR_025406.1| Desulfococcus biacutus 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfococcus. 

408144 Bacteria_16S 1934661 1934704 1 44 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
strain CHO01A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

408144 Bacteria_16S 2076582 2076656 1 75 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
408144 Bacteria_16S 2184295 2184362 13 79 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 
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ref|NR_025755.1 


408144 Bacteria_16S 


etaproteobacteria; Burkholderiales; Tepidimonas. 

4169533 4169564 50 81 gi|219846100|ref|NR_025690.1 
6S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 

4189442 4189473 48 79 gi| 219846083 |ref|NR_025673.1 
s strain K14 16S ribosomal RNA, partial sequence 4189049 419056 
s Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 

4190993 4191024 50 81 gi| 219846081 |ref|NR_025671.1 
n SM-19 16S ribosomal RNA, partial sequence 4190616 419208 
ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alter 

4195515 4195546 50 81 gi|219846078|ref|NR_025668.1 
n JC2044 16S ribosomal RNA, partial sequence 4195136 419657 
ria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hah 

4219711 42197541 44 gi|219846061|ref|NR_025651.1 

strain G17 16S ribosomal RNA, partial sequence 4219342 422083 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae 

59460 59494 45 79 gi|265679024|ref|NR_029332.1 
bosomal RNA, partial sequence 59080 60579 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 

61008 61042 45 79 gi| 265679023 |ref|NR_029331.1 
osomal RNA, partial sequence 60630 62129 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 

261951 261989 1 39 gi| 265678885 |ref|NR_029191.1 
ain P 1 16S ribosomal RNA, complete sequence 261591 263140 
teria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubroba 

Rubrobacter. 

362065 362139 1 74 gi| 265678813 |ref|NR_029118.1 
ribosomal RNA, partial sequence 361716 363213 Desulfovibrio 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 

421684 421758 8 81 gi| 265678773 |ref|NR_029078.1 


3630313 3630356 1 44 gi|219846485|ref|NR_026077.1| Geobacter pelophilus 
ibosomal RNA, partial sequence 3629961 3631435 Geobacter pelophilus Bacteria; 
eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

3634848 3634927 1 79 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
7 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
acteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3647034 3647113 1 79 gi|219846473|ref|NR_026065.1| Helicobacter salomonis 
S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter salomonis Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3808013 3808056 1 44 gi| 219846357 |ref|NR_025948.1| Campylobacter 

D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

3826463 3826542 1 79 gi|219846345|ref|NR_025935.1| Helicobacter felis 
bosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3835425 3835456 50 81 gi|219846338|ref|NR_025928.1| Halomonas halodurans 


33 Halomonas halodurans Bacteria; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 


monadaceae; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Schlegelella 

5 Schlegelella 
Comamonadaceae; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Zooshikella 

6 Zooshikella 
ellaceae; Zooshikella. 
Clostridium 

8 Clostridium 
Clostridium. 
Xanthomonas theicola 


v 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Rubrobacter 
Rubrobacter 
cterineae; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 


Yaniella halotolerans 


strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 


408144 Bacteria_16S 
rhizophila strain 
Proteob 
408144 Bacteria_16S 


Bacteria; 


strain CFBP 4188 
Proteobacteria; 


strain PSv29 16S 
Proteobacteria; 


Micromonospora. 


408144 Bacteria_16S 
ishimotonii strai 
ishimotonii Bacte 


Desulfonema. 


408144 Bacteria_16S 
juglandis str 
juglandis Bac 


pv. 
pv. 
Xanthomonas. 


408144 Bacteria_16S 


strain M1063U/93 
Proteobacteria; 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
408144 Bacteria_16S 


phosphitoxidans s 


phosphitoxidans B 


Desulfotignum. 


408144 Bacteria_16S 
ayderensis strain 
Firmicu 
408144 Bacteria_16S 
strain 95Al1 16S r 
G 
408144 Bacteria_16S 


Bacteria; 


Proteobacteria; 


phenolica strain 
Bacteria; 


Pseudoxanthomonas 


408144 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


408144 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


408144 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


408144 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


408144 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


408144 Bacteria_16S 


strain ATCC 19374 
Bacteria; 


strain ATCC 33616 
Bacteria; Proteob 


408144 Bacteria_16S 
japonensis strain 12-3 16S ribosomal RNA, partial sequence 


G 
408144 Bacteria_16S 


D 
408144 Bacteria_16S 
strain LK2-10 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


G 
408144 Bacteria_16S 


Proteob 
408144 Bacteria_16S 
broegbernensis st 
broegbernensis Ba 


Proteob 
408144 Bacteria_16S 


638354 638388 45 79 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
867125 867159 45 79 gi 


ammaproteobacteria; Xanthomonadales; X 
925162 925204 2 44 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
1047899 1047981 1 81 gi 
ribosomal RNA, partial sequence 


1269885 1269927 2 44 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


1311922 1311956 45 79 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1430357 1430379 50 72 


gi 
ammaproteobacteria; Pasteurellales; Pa 
1439575 1439657 1 81 gi 
ribosomal RNA, partial sequence 


1516505 1516547 2 44 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


s 


1554461 1554527 1 66 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1962059 1962081 50 72 gi 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
1975569 1975611 2 44 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
2041309 2041343 45 79 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


nc 
a1 


ac 


1 


2042867 2042901 45 79 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


qu 
ct 


2108618 2108691 1 73 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2317983 2318017 45 79 gi 


gi 
cl 


en 
acteria; Gammaproteobacteria; Xanthomona 
2319575 2319609 45 79 gi 
rain AMX 19 16S ribosomal RNA, partial 


cteria; Proteobacteria; Gammaproteobac 


s 
te 


2850703 2850737 45 79 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


1 


2852272 2852306 45 79 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2856951 2856985 45 79 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2922995 2923029 45 79 gi 


na 


na 


ia; 


ct 


st 


ce 


te 


ia; 


eria; 


e 
lus. 


ria; 


ence 
eria; 


dales; 


ria; 


v 


dales; 


dales; 


265678625 
ence 63798 
nadales; 
265678467 
16S ribosomal RNA, partial sequence 866725 86827 
anthomonad 
265678428 
924822 92631 
Desulfoba 
265678346 
1047573 10490 
omonospori 


xX 


219846400 
sequence 
Desulf 


228721465 
sequence 
eria; Xant 
224581435 
16S ribosomal RNA, partial sequence 1429972 14314 
steurellac 
224581428 
1439230 14407 
donocardin 
219873435 
equence 


De 


219857209 
15541 


219878220 
1961654 19631 
eurellac 
219878211 

19752 
terales; 
219878167 
sequence 
Xan 


219878166 


Xa 


219873437 
2108290 21097 
ostridiu 
219857517 
ce 23175 


xX 


219857516 
equence 
Xan 


219856890 
sequence 
Pseudo: 


219856889 
28518 


xX 


219856886 
28565 


xX 


219856841 Pu 
2922617 2924080 Pseudoxanthomonas japonensis 


ref |NR_028930.1 
2 639478 Stenot 


Stenotrophomonas 
rophomonas rhizophila 
anthomonadaceae; Stenotrophomonas. 
ref|NR_028770.1| Xanthomonas cynarae 
6 Xanthomonas cynarae Bacteria; 
aceae; Xanthomonas. 
ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_028648.1| Micromonospora eburnea 
49 Micromonospora eburnea Bacteria; 
neae; Micromonosporaceae; 


, 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


ref|NR_027217.1| Phocoenobacter uteri 

66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_027210.1| Lentzea violacea 

37 Lentzea violacea Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref|NR_025194.1| Desulfotignum 
1516159 1517596 Desulfotignum 

sulfobacterales; Desulfobacteraceae; 

ref |NR_024837.1 

24 1555535 Anoxyb 


Anoxybacillus 
acillus ayderensis 


ref|NR_025359.1| Pasteurella skyensis 
86 Pasteurella skyensis Bacteria; 
eae; Pasteurella 
ref|NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025306.1 
2040918 204243 
thomonadales; Xa 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 

Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


ref|NR_026099.2| Clostridium aldrichii 
71 Clostridium aldrichii Bacteria; 
m. 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 
2319172 232071 
thomonadales; Xa 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


ref|NR_024709.1 
2850317 285183 
monadales; Pseud 


Pseudomonas 
5 Pseudomonas 
omonadaceae; 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref 


Pseudomonas geniculata 
monas geniculata 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 


NR_024660.1 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 


408144 Bacteria_16S 


strain lacT 16S r 


3042662 3042736 1 74 
ibosomal RNA, partial sequence 


gi 


219846894 
3042319 30437 


ref |NR_026486.1 
95 Desulfovibrio 


Desulfovibrio zosterae 
zosterae Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

408144 Bacteria_16S 3080399 3080445 28 73 gi|219846868|ref|NR_026460.1| Desulfurella 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

408144 Bacteria_16S 3181516 3181550 45 79 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3183068 3183102 45 79 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3184620 3184654 45 79 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3186172 3186206 45 79 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3187724 3187758 45 79 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

408144 Bacteria_16S 3189276 3189310 45 79 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3190828 3190862 45 79 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3192380 3192414 45 79 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3193930 3193964 45 79 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3195482 3195516 45 79 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3289022 3289056 45 79 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3290547 3290581 45 79 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3292099 3292133 45 79 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3293651 3293685 45 79 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408144 Bacteria_16S 3295201 3295235 45 79 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

408144 Bacteria_16S 3496535 3496601 1 66 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

408144 Bacteria_16S 3589491 3589521 49 79 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 3590619 Ideonella dechloratans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 

408144 Bacteria_16S 3616921 3617002 1 81 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

408144 Bacteria_16S 3776399 3776449 28 77 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 

408144 Bacteria_16S 4064387 4064461 1 74 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 


strain SRL4225 16 


S ribosomal RNA, partial sequence 


4064043 4065518 Desulfovibrio bastinii Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


408144 Bacteria_ 


methylpentosum st 
methylpentosum Ba 
408144 Bacteria_16S 
antarctica strain 
Proteob 
Pseudoalteromonas 
408144 Bacteria_16S 


Bacteria; 


espejiana strain 
Bacteria; 


Proteobacteria; 


aichiense strain 


Bacteria; Actinob 


Mycobacterium. 


408144 Bacteria_16S 
fontislapidosi st 
fontislapidosi Ba 


Idiomarina. 


408144 Bacteria_16S 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas. 
408144 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; 


strain M343/98/2 
strain CFBP 5236 
Proteobacteria; 

elyakovii strain 


elyakovii Bacteri 
Pseudoalteromonas 


408144 Bacteria_16S 
acetoxidans strai 
acetoxidans Bacte 


Desulfobacca. 


408144 Bacteria_16S 


strain YLM-32 16S 


ATCC 29909 16S ri 
Bacteria; Proteob 


408144 Bacteria_16S 


ATCC 33641 16S ri 
Bacteria; Proteob 


408144 Bacteria_16S 


DSM 15272 16S ribosomal RNA, partial sequence 1279854 12812 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Aeromicrobium. 

408144 Bacteria_16S 1375997 1376058 13 73 gi| 228717818 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 13756 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales 
408144 Bacteria_16S 1381915 1381996 1 81 gi|228717104 


strain 0S145 16S 
Proteobacteria; 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


408144 Bacteria_16S 


strain 75-80 16S 
Proteobacteria; 


strain R2014 16S 


Proteob 
Pseudoalteromonas. 
408144 Bacteria_16S 
strain 40 16S rib 
G 
408144 Bacteria_16S 


G 
408144 Bacteria_16S 


G 
408144 Bacteria_16S 


G 
408144 Bacteria_16S 


G 
408144 Bacteria_16S 


16S 24628 24701 1 73 gi 
rain R2 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
81830 81911 1 81 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 
127722 127803 1 81 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


e 


222516 222597 1 
osomal RNA, partial sequence 


81 gi 


cteria; Proteobacteria; Gammaproteobac 
547283 547364 1 81 gi 
train KMM 3635 16S ribosomal RNA, part 


acteria; Proteobacteria; Gammaproteoba 


615562 615643 1 81 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
673186 673259 8 80 gi 


gi 


844355 844436 1 81 gi 
ammaproteobacteria; Enterobacteriales; 
937424 937505 1 81 gi 
KMM 162 16S ribosomal RNA, partial seq 


a; Proteobacteria; Gammaproteobacteria 


E 


’ 


1026476 1026509 28 60 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1076324 1076405 1 81 
ribosomal RNA, partial sequence 


gi 


oc 
1186744 1186825 1 81 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
1188255 1188336 1 81 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
1280182 1280231 33 81 


gi 


Enterobact 
gi 
Enterobact 


gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1489615 1489695 1 80 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


di 


al 


1659223 1659304 1 81 

ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1668449 1668530 1 81 gi 


gi 


on 


265679047 
uence 
idiales; 

265679009 
ce 
nadales; 


265678977 
nadales; 


265678914 
222148 22363 


acteria; Actinobacteridae; Actinomycetales; Cory 
366482 366563 1 81 gi| 265678810 
rain F23 16S ribosomal RNA, partial sequence 


teria; Alt 


265678687 
ial sequen 
cteria; Al 


265678641 
615203 61674 
onaceae; 
265678600 
16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
408144 Bacteria_16S 


nomycineae 
265678483 
16S ribosomal RNA, partial sequence 844000 84550 


265678420 
uence 


265678360 
uence 

ia; 
265678325 
1075986 10774 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408144 Bacteria_16S 228716058 


1186411 11878 


228716012 
1187922 11893 


219846091 


1381574 13830 


219846947 


219878435 
1658880 16603 


219878429 


c 
81499 
P 


12740 
P 


Vv 


nterobac 


Alteromo 


Syntro 


occineae 


eriales; 


eriales; 


omarinac 


14892 


es; Cory 


aceae; G 


ref |NR_029355.1 
24277 25711 
lostridiaceae; C 
ref |NR_029317.1 
83011 Pseudo 
seudoalteromonad 


Clostridium 

Clostridium 
lostridium. 

Pseudoalteromonas 
alteromonas antarctica 
aceae; 


ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


ref|NR_029222.1| Vibrio campbellii 
1 Vibrio campbellii Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
226984 227064 1 81 gi|265678911|ref|NR_029219.1| Mycobacterium 
49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 


nebacterineae; Mycobacteriaceae; 
ref|NR_029115.1| Idiomarina 
366150 367594 Idiomarina 


eromonadales; Idiomarinaceae; 
ref |NR_028992.1 
ce 546976 548458 


teromonadales; P 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


ref|NR_028946.1| Vibrio agarivorans 

4 Vibrio agarivorans Bacteria; 

ibrio. 

ref|NR_028905.1| Actinomyces coleocanis 

5 Actinomyces coleocanis Bacteria; 

; Actinomycetaceae; Actinomyces. 

ref|NR_028786.1| Samsonia erythrinae 

2 Samsonia erythrinae Bacteria; 

teriaceae; Samsonia. 

ref|NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 

nadales; Pseudoalteromonadaceae; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


ref|NR_028662.1 
1026088 102759 
phobacterales; S 


ref|NR_028627.1| Rarobacter incanus 

78 Rarobacter incanus Bacteria; 

; Rarobacteraceae; Rarobacter. 
ref|NR_027545.1| Yersinia intermedia 

71 Yersinia intermedia ATCC 29909 
Enterobacteriaceae; Yersinia. 
ref|NR_027544.1| Yersinia frederiksenii 
82 Yersinia frederiksenii ATCC 33641 
Enterobacteriaceae; Yersinia. 
ref|NR_025681.1| Aeromicrobium marinum 
10 Aeromicrobium marinum DSM 15272 
ionibacterineae; Nocardioidaceae; 
Polaromonas 

monas naphthalenivorans 


ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae; Polaromonas. 

ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 0S145 Bacteria; 
eae; Idiomarina 
ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


, 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


ribosomal RNA, partial sequence 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 
rimontia. 

ref|NR_025568.1| Actinomyces nasicola 


1668114 1669588 Actinomyces nasicola Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


408144 Bacteria_16S 
agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 
408144 Bacteria_16S 
strain LMG 21857 
Proteobacteria; G 
408144 Bacteria_16S 
proteamaculans st 
proteamaculans Ba 
Serratia. 
408144 Bacteria_16S 
strain DSM 30063 
Proteobacteria; G 
408144 Bacteria_16S 
strain DSM 4576 1 
Proteobacteria; G 
408144 Bacteria_16S 
strain DSM 12358 
Proteobacteria; G 
408144 Bacteria_16S 
strain Eb 13/82 1 
Proteobacteria; G 
408144 Bacteria_16S 
carotovorum subsp 


ria; 


Enterobacteriales; 
408144 Bacteria_16S 
aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 
408144 Bacteria_16S 
DSM 4568 16S ribo 
Gammaproteobacteria; 
408144 Bacteria_16S 
ATCC 43380 16S ri 
Proteobacteria; G 
408144 Bacteria_16S 
NCTC 5923 16S rib 
Proteobacteria; G 
408144 Bacteria_16S 
strain ATCC 33638 
Bacteria; Proteob 
408144 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 
Yersinia. 

408144 Bacteria_16S 
ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas. 
408144 Bacteria_16S 
issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 
408144 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 
408144 Bacteria_16S 


eria; 


maricaloris strain KMM636 16S ribosomal RNA, partial se 
Proteobacteria; 


maricaloris Bacteria; 
Pseudoalteromonas. 
408144 Bacteria_16S 


psychrolactophilus strain B7 16S ribosomal RNA, partial 
psychrolactophilus Bacteria; Actinobacteria; Actinobact 


s Bacteria; 


1753792 1753873 1 


1869234 1869315 1 


1989631 19897121 
Proteobacteria; 


1991179 1991260 1 


1992722 1992803 1 


1994270 1994351 1 


2003491 2003572 1 


2027557 2027638 1 


odoriferum strain LMG 17566 
Pectobacterium carotovorum subsp. odori 
Enterobacteriaceae; 


2099498 2099547 33 


2120760 2120841 1 


2238867 2238948 1 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2240378 2240459 1 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2241889 22419701 


2243400 2243481 1 


2271121 22712021 


2272593 2272674 1 

Proteobacteria; 
2290789 2290870 1 
Proteobacteria; 


2446983 2447064 1 


2454650 24547311 


Micrococcaceae; Arthrobacter. 


408144 Bacteria_16S 


2626143 2626224 1 


n KMM 255 16S ribosomal RNA, partial s 
Proteobacteria; 


rain DSM 4543 16S ribosomal RNA, parti 
cteria; 


16S ribosomal RNA, partial sequence 1993927 19 
ammaproteobacteria; Enterobacteriales; 


6S ribosomal RNA, partial sequence 2003168 20 
ammaproteobacteria; Enterobacteriales; 


GW-9 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 


16S ribosomal RNA, partial sequence 1990842 19923 
ammaproteobacteria; Enterobacteriales; 


6S ribosomal RNA, partial sequence 1992387 19938 
ammaproteobacteria; Enterobacteriales; 


somal RNA, partial sequence 2120505 2121907 Cedec 
Enterobacteriales; 


ales; Prop 

81 gi|219857654 
Enterobacteriaceae; Cedec 
81 gi| 219857573 


81 


2238534 22399 


gi 


Enterobac 
219857572 


2240045 22415 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 


s strain ATCC 29833 16S ribosomal RNA, 
Proteobacteria; 


KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 


ain KMM 3549 16S ribosomal RNA, partia 
teria; 


in NCIMB2033 16S ribosomal RNA, partia 


Enterobac 

81 gi|219857571 

22415 

Enterobacteriales; 

81 gi| 219857570 

partial s 

Gammaproteobacteria; 

81 gi| 219857552 

ence 22707 

Alteromonadales; P 

81 gi|219857551 

1 sequence 

Gammaproteobacteria; Alte 

81 gi| 219857538 

1 sequence 

Gammaproteobacteria; Alter 

81 gi|219857421 
quence 

Gammaproteobacteria; Altero 

81 gi|219857415 

sequence 

eridae; Ac 

81 gi| 219857247 


bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 


ionibacterineae; 
ref 
ead 
ea. 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


NR_025243.1 
avisae Bacte 


ref|NR_025140.1 
90 2272278 Pseudo 
seudoalteromonad 


romonadales 


ref|NR_025126.1 
2290487 229196 
omonadales; Pseu 


ref|NR_025009.1 
2446675 244812 
monadales; Pseud 


ref|NR_025003.1 
2454319 245573 
tinomycetales; M 


81 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
equence 1753455 1754959 Pseudoalteromonas 
Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
81 gi|219878288|ref|NR_025427.1| Glaciecola polaris 
93 Glaciecola polaris Bacteria; 
eromonadaceae; Glaciecola. 
81 gi|219878202|ref|NR_025341.1| Serratia 
al sequence 1989290 1990791 Serratia 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
81 gi|219878201|ref|NR_025340.1| Serratia grimesii 
36 Serratia grimesii Bacteria; 
Enterobacteriaceae; Serratia. 
81 gi|219878200|ref|NR_025339.1| Serratia fonticola 
76 Serratia fonticola Bacteria; 
Enterobacteriaceae; Serratia. 
81 gi|219878199|ref|NR_025338.1| Serratia entomophila 
95442 Serratia entomophila Bacteria; 
Enterobacteriaceae; Serratia. 
81 gi|219878193|ref|NR_025332.1| Budvicia aquatica 
04648 Budvicia aquatica Bacteria; 
Enterobacteriaceae; Budvicia. 
81 gi|219878177|ref|NR_025316.1| Pectobacterium 
16S ribosomal RNA, partial sequence 2027216 2028703 
ferum Bacteria; Proteobacteria; Gammaproteobacteria; 
Pectobacterium. 
81 gi|219878122|ref|NR_025261.1| Nocardioides 
nce 2099138 2100621 Nocardioides aquiterrae 


Nocardioidaceae; 


Cedecea davisae strain 
ria; Proteobacteria; 


Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Arthrobacter 
2 Arthrobacter 
icrococcineae; 


ref |NR_024877.1 
2625807 262727 


Tessaracoccus 
1 Tessaracoccus 


408144 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


408144 Bacteria_16S 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


408144 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; G 


408144 Bacteria_16S 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


408144 Bacteria_16S 
in NCIMB 8614 16S ribosomal RNA, parti 
Gammaproteobacte 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


408144 Bacteria_16S 1 
ain NCIMB 1893 16S ribosomal RNA, p 
Gammaproteobact 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


408144 Bacteria_16S 


carrageenovora st 


Pseudoalteromonad 


408144 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria 
Pseudoalteromonas 


408144 Bacteria_16S 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


408144 Bacteria_16S 


strain DSM 20032 
strain ATCC 15338 
Proteobacteria; G 


nigripulchritudo 
nigripulchritudo 


408144 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


408144 Bacteria_16S 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


strain NS 16S rib 
Proteobacteria; G 


408144 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


408144 Bacteria_16S 


strain FD 25934 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


408144 Bacteria_16S 


strain IFO 14679 


Actinomadura. 


408144 Bacteria_16S 


strain IFO 14525 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408144 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


Pseudoalteromonas ca 


2641395 2641460 8 


2656549 2656598 33 


Nocardioides. 
2947057 2947138 1 


3419742 3419823 1 


3421220 3421301 1 
eria; Proteobacteria; 


3422704 3422785 1 
teria; Proteobacteria; 


3424187 3424268 1 


rain ATCC 


aceae; Pseudoalteromonas. 
3425664 3425745 1 


v 


3427146 3427227 1 


3454010 3454091 1 


3559146 3559227 1 


3562182 3562263 1 


Bacteria; Proteobacteria; 


3565147 3565228 1 


3566653 3566734 1 


3671507 3671588 1 


3673016 3673097 1 


cteria; Proteobacteria; 


3727253 37273341 


3731620 3731701 1 


3737493 3737542 33 


3749198 3749279 1 


408144 Bacteria_16S 
strain SW-120 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


4028092 4028173 1 


12662 16S ribosomal 
rrageenovora Bacter 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


72 


6S ribosomal RNA, partial sequence 2641027 26425 
eltaproteobacteria; Desulfobacterales; 


81 


81 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


81 


81 


8 


81 


81 


81 


81 


16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408144 Bacteria_16S 


81 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
408144 Bacteria_16S 
strain 164 16S ribosomal RNA, 


81 


Gammaproteob 


81 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


81 


81 


R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; 
408144 Bacteria_16S 
rain ATCC 43762 16S ribosomal 


81 


Gammaproteobac 


81 


6S ribosomal RNA, partial sequence 3726957 37283 


81 


16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 


81 


16S ribosomal RNA, partial sequence 3737165 37385 


81 


81 


gi| 219857230 
Desulfoba 
219857219 
1 sequence 
dae; Actin 


gi 


gi|219856825 
2946729 29481 
Enterobac 
219846631 
ence 34194 
nadales; P 


gi 
Alteromo 
219846630 


al sequenc 
ria; Alter 


gi 


219846629 
ial sequen 
eria; Alte 


gi 
art 


219846628 
tial seque 


gi 
RNA, par 


219846627 
equence 
Alteromon 


gi 


ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref |NR_024847.1 

2656189 265766 
omycetales; Prop 
ref|NR_024644.1 
teriaceae; Serra 
ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


ref 
nce 


NR_026220.1 
342386 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


219846626 
equence 
Alteromo 


gi 


’ 


gi|219846607 
ococcineae 
219846536 
35587 
onaceae; V 
219846534 
sequence 

acteria; V 
219846532 
35647 
onaceae; V 
gi| 219846531 
3566301 35677 
onaceae; V 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


gi 


gi 
partial 


gi 


gi 


Enteroba 
gi 
RNA, par 


gi|219846416 


Streptosporang 


gi| 219846413 


Streptosporang 


gi| 219846409 
Streptosporang 
gi|219846401 
3748871 37503 
onaceae; V 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref|NR_026199.1 


; Micrococcaceae 
ref |NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref |NR_026126.1 

3561815 356324 
ibrionales; Vibr 
ref|NR_026124.1 
85 3566250 Vibrio 
ibrio. 
ref|NR_026123.1 


ibrio. 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomon 
ref |NR_026004.1 
31 Actinomadura 
ineae; Thermomon 


ref|NR_026000.1 


inea 
ref 


e; Streptosp 
NR_025992.1 


ibrio. 


gi|219846204 


Shewanellac 


Desulfocella halophila 


halophila Bacteria; 


focella. 
Nocardioides 

3 Nocardioides 

ionibacterineae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tas 

Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 


1lteromonadaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio 
8 Vibrio 
ionaceae; Vibrio. 
Vibrio natriegens 
natriegens Bacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


ref|NR_025794.1 


eae; Shewanella. 


Shewanella aquimarina 


4027757 4029255 Shewanella aquimarina Bacteria; 


408144 Bacteria_16S 4029641 4029722 1 81 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

408144 Bacteria_16S 4049428 4049477 33 81 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
408144 Bacteria_16S 4052278 4052359 1 81 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

408144 Bacteria_16S 4056755 4056836 1 81 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

408144 Bacteria_16S 4213545 4213626 1 81 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

408144 Bacteria_16S 4215099 4215180 1 81 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

408144 Bacteria_16S 4234779 4234860 1 81 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

408144 Bacteria_16S 9253 9324 1 72 gi| 265679057 |ref|NR_029365.1| Pseudoalteromonas 
tunicata strain D2 16S ribosomal RNA, partial sequence 8961 10291 Pseudoalteromonas tunicata 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

408144 Bacteria_16S 19977 20037 13 72 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

408144 Bacteria_16S 21459 21523 1 64 gi| 265679049 |ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

408144 Bacteria_16S 29132 29196 1 64 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408144 Bacteria_16S 92405 92477 1 72 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

408144 Bacteria_16S 161205 161277 1 72 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408144 Bacteria_16S 173422 173494 1 72 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

408144 Bacteria_16S 217950 218022 3 74 gi|265678917|ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

408144 Bacteria_16S 228490 228569 1 80 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408144 Bacteria_16S 229998 230077 1 80 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408144 Bacteria_16S 237774 237834 13 72 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

408144 Bacteria_16S 239323 239383 13 72 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

408144 Bacteria_16S 240909 240969 13 72 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

408144 Bacteria_16S 386263 386323 13 72 gi|265678797|ref|NR_029102.1| Hydrocarboniphaga 


effusa strain AP1 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


03 16S ribosomal RNA, partial sequence 


385921 387397 Hydrocarboniphaga effusa 


Sinobacteraceae; Hydrocarboniphaga. 


408144 Bacteria_16S 387755 387827 1 72 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 


408144 Bacteria_16S 423244 423316 1 72 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408144 Bacteria_16S 452583 452647 1 64 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 
408144 Bacteria_16S 454181 454245 1 64 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 
408144 Bacteria_16S 498573 498597 49 73 gi|265678719|ref|NR_029024.1| Hydrogenophaga 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

408144 Bacteria_16S 500125 500149 49 73 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


408144 Bacteria_16S 525964 526036 1 72 gi|265678701|ref|NR_029006.1]| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

408144 Bacteria_16S 548856 548920 1 64 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

408144 Bacteria_16S 588243 588303 13 72 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

408144 Bacteria_16S 642981 643053 1 72 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

408144 Bacteria_16S 644539 644611 1 72 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 


40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


408144 Bacteria_16S 652022 652094 1 72 gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408144 Bacteria_16S 694396 694468 3 74 gi|265678586|ref|NR_028891.1| Planctomyces 


brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 


408144 Bacteria_16S 709037 709109 1 72 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

408144 Bacteria_16S 726172 726244 1 72 gi|265678564|ref|NR_028868.1| Succinispira mobilis 


strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 


408144 Bacteria_16S 761621 761685 1 64 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408144 Bacteria_16S 798536 798608 1 72 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 


strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

408144 Bacteria_16S 892589 892649 13 72 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 


408144 Bacteria_16S 935925 935997 1 72 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

408144 Bacteria_16S 943679 943703 49 73 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 


strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

408144 Bacteria_16S 945242 945266 49 73 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


408144 Bacteria_16S 946802 946826 49 73 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

408144 Bacteria_16S 1080819 1080891 1 72 gi|265678322|ref|NR_028624.1| Bacillus funiculus 


strain NAF0O01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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Halobacteroidaceae; 


219856828 
quence 
inomycetales; 


ref |NR_024647.1 
2942098 294356 


Virgisporangium 
3 Virgisporangium 
Micromonosporineae; 


219846912|ref|NR_026504.1| Orenia salinaria 
3016582 3017918 Orenia salinaria Bacteria; 
Orenia. 
219846904] ref|NR_026496.1| Anaerobacter 


rain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 
3033506 3033578 1 72 gi|219846900|ref|NR_026492.1| Clostridium 
rain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
6S 3066918 3066982 1 64 gi|219846877|ref|NR_026469.1| Gemella palaticanis 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
6S 3089476 3089540 1 64 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 


408144 Bacteria_16S 3101401 3101473 1 72 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

408144 Bacteria_16S 3140393 3140457 1 64 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

408144 Bacteria_16S 3196953 3197013 13 72 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 


sibiricus Bacteri 
Sandaracinobacter. 
408144 Bacteria_1 
strain DG-1 16S ribosomal RNA, partial sequence 
Clostridia; 
408144 Bacteria_16S 
lividum strain DSM 1522 16S ribosomal RNA, partial sequen 


Firmicutes; 


Bacteria; 


408144 Bacteria_16S 


DSM 
Firmicutes; 


408144 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; 


408144 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; 


408144 Bacteria_16S 


408144 Bacteria_16S 


6S 3202833 3202905 1 72 


gi 


Clostridiales; Veillonellaceae; 
3220989 3221049 13 72 gi 


a; Proteobacteria; Alphaproteobacteria; 


s 


219846786 
3202501 32039 


Sphingomonadales; 


poromusa. 
219846773 
ce 32206 


Sphingomonadaceae; 


ref|NR_026378.1| Sporomusa silvacetica 
81 Sporomusa silvacetica Bacteria; 


ref|NR_026365.1| Janthinobacterium 
51 3222119 Janthinobacterium lividum 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 

3264763 3264835 1 72 gi|219846744|ref|NR_026336.1| Clostridium vincentii 

10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 

Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3302823 3302887 1 64 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 

6S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 

Bacillales; Salinicoccus. 

3610812 3610876 1 64 gi|219846498|ref|NR_026090.1| Planococcus citreus 

16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 

Bacillales; Planococcaceae; Planococcus. 

3615413 3615492 1 80 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

3657757 3657829 1 72 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 


gelidimarina Bacteria; 
408144 Bacteria_16S 


Proteobacteria; 


3685157 3685229 1 72 


gi 


chlororespirans strain Co23 16S ribosomal RNA, partial 


chlororespirans B 


Clost 


Gammaproteobacteri 


se 


a; 


Alteromonadales; 
219846447 
quence 


acteria; 


Firmicutes; 


Clostridia; 


ridiales; 


Shewanellaceae; Shewanella. 
ref|NR_026038.1| Desulfitobacterium 
3684807 3686313 Desulfitobacterium 
Peptococcaceae; Desulfitobacterium. 


408144 Bacteria_16S 
leonicaptivi stra 
Teneric 
408144 Bacteria_16S 
strain GS5-97 16S 


Bacteria; 


Firmicutes; 


408144 Bacteria_16S 
R-7190 16S riboso: 


Bacillales; 


408144 Bacteria_16S 
strain R-6540 16S 


Firmicutes; 


408144 Bacteria_16S 
strain PVl 16S ri 


Firmicutes; 


408144 Bacteria_16S 


Bacillales; 


Bacillaceae; 


Bacillales; 


Clostridia; 


3783994 3784018 49 
in 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycopl 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3993450 3993522 1 
ribosomal RNA, partial sequence 


Bacillaceae; 


4040321 4040393 1 
mal RNA, partial sequence 


Bacillus. 


4041779 4041851 1 
ribosomal RNA, partial sequence 


Bacillaceae; 


4070422 4070494 1 
bosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 
4130927 4130991 1 


73 


72 


Geobacillus. 
72 


72 


Bacillus. 


72 


64 


219846374|ref 


gi 


gi|219846229 
3993148 39945 


ref 


219846196|ref 


gi 


4039998 4041459 Bacillus 


gi|219846195 
4041510 40 


ref 


gi|219846172 
4070099 40715 
Veillonella. 
219846126|ref 


ref 


gi 


NR_025965.1 
NR_025819.1 
NR_025786.1 
fordii Bacte 


NR_025785.1 


NR_025762.1 


NR_025716.1 


Mycoplasma 


asma leonicaptivi 


Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 


Bacillus fordii strain 
ria; 


Firmicutes; 


Bacillus farraginis 


42925 Bacillus farraginis Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Marinibacillus 


campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 


Bacteria; 


Firmicutes; 


Bacillales; 


Planococcaceae; 


Marinibacillus. 


408144 Bacteria_16S 


thalassicus st 
thalassicus Ba 


408144 Bacteria_16S 


hispanicus str 
hispanicus Bac 


408144 Fungi_16S 


strain IFM 100 
Actinobacteria 


408144 Fungi_16S 


strain IFM 078 
Actinobacteria 


408144 Fungi_16S 


strain IFM 057 
Actinobacteria 


408144 Fungi_16S 


strain IFM 100 
Actinobacteria 


408144 Fungi_16S 


strain YZ-96 1 
Actinobacteria 


408144 Fungi_16S 


strain IFM 024 
Actinobacteria 


408144 Fungi_16S 


yamanashiensis 
yamanashiensis 
Nocardiaceae; 


408144 Fungi_16S 


strain IFM 100 
Actinobacteria 


408144 Archaea_16S 


indicus strain 
Archaea; Eurya 


408396 Bacteria_16S 


phragmitetus s 
phragmitetus B 
Pannonibacter. 


408396 Bacteria_16S 


506 16S riboso 
Alphaproteobac 


408396 Bacteria_16S 


echinoides str 
echinoides Bac 


408396 Bacteria_16S 


multivorans st 
Bacteria; Prot 


408396 Bacteria_16S 


strain IM1 16S 
Proteobacteria 


408396 Bacteria_16S 


strain NCIMB 1 
Proteobacteria 


408396 Bacteria_16S 


strain OCh 254 
Proteobacteria 


408396 Bacteria_16S 


denitrificans 
denitrificans 
Pseudovibrio. 


408396 Bacteria_16S 


rudongensis st 
rudongensis Ba 


408396 Bacteria_16S 


strain 166 16S 
Proteobacteria 


408396 Bacteria_16S 


CFN 42 16S rib 
Alphaproteobac 


408396 Bacteria_16S 


strain MB312 1 


4183321 4183393 1 72 gi 
rain SC 562 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostridi 
4224219 4224283 1 64 gi 
ain DSM 5352 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Salinicocc 
346 426 1 80 gi 
35 16S ribosomal RNA, partial sequence 1 

Actinobacteridae; Actinomycetales; Cory 
1855 1935 1 80 gi 
4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Coryne 
3393 3473 1 80 gi 
5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Coryne 
4953 5033 1 80 gi 
84 16S ribosomal RNA, partial sequence 4616 
; Actinobacteridae; Actinomycetales; Coryne 
6509 6589 1 80 gi 
6S ribosomal RNA, partial sequence 6163 
Actinobacteridae; Actinomycetales; Coryne 
8011 8091 1 80 gi 
5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Coryne 
10978 11057 #1 79 gi 
strain IFM 0265 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacterid 
Nocardia. 

9497 9577 1 80 gi 
88 16S ribosomal RNA, partial sequence 9174 
; Actinobacteridae; Actinomycetales; Coryne 
28329 28350 11 32 gi 
SL43 16S ribosomal RNA, partial sequence 
rchaeota; Methanococci; Methanococcales; 

1143046 1143116 1 71 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


qu 
al 


us 


: ne 


’ 


’ 


v 


’ 


al 
ae 


Me 


tra 
act 


qu 
ri 


1306028 1306098 1 
RNA, complete sequence 
ia; Rhizobiales; Xanthobacteraceae; St 
1703704 1703774 1 71 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
2661201 26612711 71 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2662584 2662654 1 71 gi 
ribosomal RNA, partial sequence 
; Alphaproteobacteria; Rhizobiales; Methy 
3004953 3005023 1 71 gi 
1126 16S ribosomal RNA, partial sequence 
; Alphaproteobacteria; Rhizobiales; Methy 


71 gi 
mal 
ter ar 
ain 


s 
ter : 


a 


rai 
eob 


en 
le 


lo 


lo 


219846088 


219846055 


equence 


265678352 


265678351 


265678350 


265678349 


265678348 


265678342 


219857175 


219857197 


265678557 


253680761 


219846269 
1305606 1307012 Stark 


219878405 


219857216 
ce 26607 


219857215 
2662145 26634 
cystacea 
219846920 


ence 


es; Pept 


1514 
bacterin 


3016 
bacterin 


4565 
bacterin 


6112 
bacterin 


7670 
bacterin 


9123 
bacterin 


sequenc 
Actino: 


, 
10588 
bacterin 


27994 
thanocal 


ence 
a; Rhodo 


keya. 
equence 


Rhizobi 


s; Hypho: 


30045 
cystacea 


3899790 3899860 1 71 gi 
16S ribosomal RNA, partial sequence 
; Alphaproteobacteria; Rhodobacterales; R 
371099 371168 1 70 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


str 
Bac er 
463357 463425 3 eu gi 
n AS1.1761 16S ribosomal RNA, partial 

ria; Proteobacteria; Alphaproteobacter 
260574 260644 1 71 gi 
ribosomal RNA, partial sequence 
; Alphaproteobacteria; Rhizobiales; Rhizo 
272665 272735 1 71 gi 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
351785 351855 1 71 
6S ribosomal RNA, partial sequence 


rai 


cte ia 


bi 


Oso! 
ter Rhizobi 


gi 


um 


219846295 
3899350 39007 
hodobacter 
265678807 
quence 


265678742 
sequence 


265678887 
260171 26154 


265678878 
272240 273697 Rhizo 


265678823 
351363 352770 Rhodobium orientis Bacteria; 


ia; Rhod 


Rhizob 


7 
R 


aceae; 


/Agrobac 


ref 


rs 


ostr 


ref 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


myce 


ref 


eae; 
ref 


doco 
ref 

1 
bact 


ref 
eya 


ref 


ales 
ref 


micr 
ref 


e; M 
ref 


e; M 
ref 


acea 
ref 


obac 


ref 


iale 
ref 


hizo 
ref 

bium 
teri 


183005 41844 


4223876 42253 


e 10639 


29402 


142608 114408 


1703281 170468 


58 2662094 Methy 


29 3005936 Methy 


370665 37209 


462905 46436 


NR_025678.1 
0 
eptococcacea 
NR_025645.1 
8 


NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_024803.1 
12137 

Cory 


tales; n 


NR_024825.1 


Nocardiacea 
NR_028861.1 
Methan 
ccaceae; Met 
NR_028009.1 


erales; Rhod 
NR_025859.1 
novella Bact 


NR_025544.1 
; Methylocys 
NR_024844.1 
L 
obiaceae; Me 
NR_024843.1 


ethylopila. 
NR_026512.1 
1: 
ethylosinus. 
NR_025885.1 


e; Roseibiu 
NR_029112.1 
8 
terales; Rho 
NR_029047.1 
af 
s; Xanthobac 
NR_029195.1 


bium/Agrobac 
NR_029184.1 
etli Bacter 
um group; Rh 


ref 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Salinicoccus 
3 Salinicoccus 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 

Methanocaldococcus 

ocaldococcus indicus 

hanocaldococcus. 
Pannonibacter 

2 Pannonibacter 

obacteraceae; 


Starkeya novella DSM 
eria; Proteobacteria; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
m. 


Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 


NR_029128.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 


Rhodobium orientis 


408396 Bacteria_16S 


strain 941 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
408396 Bacteria_16S 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
408396 Bacteria_16S 


strain HTCC2506 1 


strain TH-3 16S r 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
408396 Bacteria_16S 


strain SH22623 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
408396 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


408396 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


408396 Bacteria_16S 


temperatum strain 
temperatum Bacter 


408396 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


408396 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 


facile subsp. ure 
Hyphomicrobium. 


408396 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


408396 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


408396 Bacteria_16S 


strain SO2 16S ri 
Proteobacteria; A 


408396 Bacteria_16S 


strain SA35 16S r 
Proteobacteria; A 


408396 Bacteria_16S 


strain USDA 9030 
Proteobacteria; A 


408396 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


408396 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


408396 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


408396 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


408396 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


408396 Bacteria_16S 


353247 353317 1 71 
bosomal RNA, partial sequence 


gi 


Hypho: 
354706 354776 1 71 gi 
ribosomal RNA, partial sequence 
Hypho: 

gi 


438918 438988 1 71 


715359 715429 1 71 
ibosomal RNA, partial sequence 


gi 
794018 794088 1 71 gi 
B 16S ribosomal RNA, partial sequence 


1025070 1025140 1 71 
S ribosomal RNA, partial sequence 


gi 


1238367 1238437 1 71 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1239883 1239953 1 71 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1242871 1242941 1 71 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1309015 1309085 1 71 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


1310488 1310558 1 71 


gi 
aphilum Bacteria; Proteobacteria; Alph 


1339605 1339675 1 71 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1485145 14852151 71 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1486662 1486732 1 71 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
1492713 1492783 1 71 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1503127 1503197 1 71 gi 


gi 


lphaproteobacteria; Rhizobiales; Rhizo 
1515102 1515172 1 71 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


1569440 1569510 1 71 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1580046 1580116 1 FE gi 
CFNEI 156 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 
1889424 1889494 1 71 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
2012869 2012939 1 71 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2014329 2014399 1 71 gi 


352821 35423 


354284 35569 


6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
408396 Bacteria_16S 
714920 71638 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
408396 Bacteria_16S 


1024681 10260 


1486230 14876 


1492298 14937 


16S ribosomal RNA, partial sequence 1502684 15041 


265678821 


microbiace 
265678820 


microbiace 
265678762 


timonadace 
265678571 


obacteriac 
265678516 

79361 
biaceae; R 
265678361 


biaceae; R 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 

a; Rhizobi 
228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


228721340 
sequence 
oteobacter 


219857250 
quence 
ria; Rhizo 


219857235 


biaceae; R 
219846714 


obacterace 
219846475 


biaceae; R 
219878113 
1 sequence 
teria; Rhi 


219878173 
ce 15690 
les; Phyll 
219878491 
sequence 

a; Rhizobi 


219878272 
e 18889 
les; Phyll 
219878187 
al sequenc 
ria; Rhodo 


ref|NR_029126.1| Rhodoplanes roseus 
3 Rhodoplanes roseus Bacteria; 

ae; Rhodoplanes 
ref|NR_029125.1| Rhodoplanes elegans 
0 Rhodoplanes elegans Bacteria; 

ae; Rhodoplanes. 
ref|NR_029067.1| Fulvimarina pelagi 
9 Fulvimarina pelagi Bacteria; 

ae; Fulvimarina 
ref|NR_028876.1| Aminobacter aganoensis 
6 Aminobacter aganoensis Bacteria; 

eae; Aminobacter 
ref |NR_028819.1 
1 794989 Rhizob 


Rhizobium loessense 
ium loessense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_028663.1| Rhizobium yanglingense 
37 Rhizobium yanglingense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025302.1| Aminobacter 

1237929 1239394 Aminobacter 
biales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025301.1| Aminobacter 

1239445 1240914 Aminobacter 
iales; Phyllobacteriaceae; Aminobacter. 
ref|NR_025253.1| Mesorhizobium 

1242462 1243864 Mesorhizobium 
ales; Phyllobacteriaceae; Mesorhizobium. 
ref|NR_027611.1| Hyphomicrobium facile 
ence 1308596 1310018 Hyphomicrobium 
ria; Rhizobiales; Hyphomicrobiaceae; 


’ 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


ref |NR_027605.1 
1339181 134062 
Rhodospirill 


Magnetospirillum 
3 Magnetospirillum 
ia; ales; Rhodospirillaceae; 

Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026306.1| Xanthobacter agilis 

11 Xanthobacter agilis Bacteria; 

ae; Xanthobacter 
ref|NR_026067.1| Rhizobium tropici 

57 Rhizobium tropici Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025252.1| Mesorhizobium 

1514694 1516108 Mesorhizobium 
zobiales; Phyllobacteriaceae; 


Defluvibacter 

ibacter lusatiensis 

efluvibacter. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 


’ 


Mesorhizobium 

izobium chacoense 
esorhizobium. 

Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 


ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 


219878186 


ref|NR_025325.1| Hyphomonas polymorpha 


strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 


Proteobacteria; A 


lphaproteobacteria; Rhodobacterales; 


Hyphomonadaceae; 


Hyphomonas. 


408396 Bacteria_16S 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


408396 Bacteria_16S 


strain 7d 16S rib 


aminoxidans strai 
Bacteria; Proteob 


strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


408396 Bacteria_16S 
strain CM2 16S ribosomal RNA, 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


408396 Bacteria_16S 


strain SCH-89 16S 


strain VP-6 16S r 


strain VP-5 16S r 


strain MHS-2 16S 


strain MHS-3 16S 


strain ACCC 19665 


Bacteria; Proteob 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


strain ORS 992 16 


strain DSM 11603 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


408396 Bacteria_16S 
in DSM 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


408396 Bacteria_16S 
ZV-622 


zavarzinii strain 
zavarzinii Bacter 


408396 Bacteria_16S 
n IFAM 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


408396 Bacteria_16S 
n LMG 1 
Proteobacteria; Alphaproteobacteria; 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


408396 Bacteria_16S 
train DSM 3856 16S ribosomal RNA, partial sequen 
acteria; Proteobacteria; Alphaproteobacteria; Rh 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


16S rib 
Proteobacteria; Alphaproteobacteria; 
408396 Bacteria_16S 
ain DSM 1869 16S ribosomal RNA, partial 
teria; 


408396 Bacteria_16S 


2098075 2098145 1 


2220783 2220853 1 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
408396 Bacteria_16S 


2222192 2222262 1 


2245000 2245070 1 


2399872 2399942 1 


2536268 2536338 1 


2537627 2537697 1 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
408396 Bacteria_16S 


2539031 2539101 1 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
408396 Bacteria_16S 


2540361 2540431 1 


2541766 2541836 1 


2623172 26232421 


2994154 29942241 


3075914 3075984 1 


3106046 3106116 1 


3124167 3124237 1 


3125656 3125726 1 


3127125 3127195 1 


3128613 3128683 1 


3131522 3131592 1 


3198545 3198615 1 


3239383 3239453 1 


71 


in NL21 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


vel 


71 


n 14a 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 
408396 Bacteria_16S 


71 


2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 


71 


at 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
408396 Bacteria_16S 


71 


PL 


71 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
408396 Bacteria_16S 


71 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
408396 Bacteria_16S 


ae 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 
408396 Bacteria_16S 


71 


n AF3.10 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 
terium group; Agrobacterium. 
408396 Bacteria_16S 


71 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
408396 Bacteria_16S 


71 


osomal RNA, partial sequence 3105629 31070 
Rhizobiales; 


71 


Proteobacteria; Alphaproteobacteria; 


eel 


5458 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


vg 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobi 


el 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


71 


1892 16S ribosomal RNA, partial sequence 


71 


vei 


strain TagT2C 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


Rhizobiales; 


Rhizobiales; 


partial sequence 


Rhizobiales; 


gi|219878123 
Rhizo 


gi|219857585 
2220358 22217 


gi| 219857584 
22217 
Xanth 
gi| 219857569 
22445 
Rhizo 


gi|219857460 


gi| 219857353 
2535834 25371 


gi|219857352 
2537193 25385 


gi|219857351 
2538597 25399 


gi[ 219857350 
2539981 25412 


gi|219857349 
2541332 25426 


gi|219857249 
26227 
Phyll 
gi|219846927 
Rhizob 


gi|219846871 
3075492 30769 


gi|219846851 
Phyllobacteriac 

gi| 219846839 
sequence 
Rhiz 
gi| 219846838 
Rhizo 
gi| 219846837 
gi| 219846836 
sequenc 
Rhizob 
gi| 219846834 


Rhizob 


gi|219846789 


ref|NR_025262.1 
2097632 209908 
biales; 


ref|NR_025173.1 
41 Xanthobacter 
ae; Xanthobacter 
ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


ref|NR_025048.1 
2399427 240087 
Hyph 


ref|NR_024941.1 
ceae; 
ref|NR_024940.1 


ceae; Hyphomonas 
ref|NR_024939.1 


ceae; Hyphomonas 
ref|NR_024938.1 


ceae; Hyphomonas 
ref|NR_024937.1 


ceae; 
ref |NR_024879.1 
31 2624203 Mesorh 


ref|NR_026519.1 

2993732 299516 
iales; Rhizobiac 
ref |NR_026463.1 
hizobium/Agrobac 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref|NR_026431.1 
123738 312518 
obiales; Hyphomi 


Ww 


ref|NR_026430.1 
125234 312665 


biales; Hyphomic 


Ww 


ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref |NR_026426.1 
3131100 313253 
iales; Phyllobac 


ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


gi|219846761 


Nitratireductor 
7 Nitratireductor 


Phyllobacteriaceae; 


Xanthobacter viscosus 


viscosus Bacteria; 


Xanthobacter 
bacter aminoxidans 
nthobacter. 

Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Hyphomicrobium 
3 Hyphomicrobium 


omicrobiaceae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
Hyphomonas. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Hyphomonas. 


Mesorhizobium amorphae 
izobium amorphae 


obacteriaceae; Mesorhizobium. 


Agrobacterium 
8 Agrobacterium 
eae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Aquamicrobium defluvii 
defluvii Bacteria; 
um. 

Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


ref|NR_026353.1 


Xanthobacter tagetidis 


3238968 3240379 Xanthobacter tagetidis Bacteria; 


408396 Bacteria_16S 


australicum strai 
australicum Bacte 


408396 Bacteria_16S 
bosomal RNA, partial sequence 


strain 301 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
408396 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


408396 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


408396 Bacteria_16S 


strain LMG 7837 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


Sinorhizobium. 


408396 Bacteria_16S 


strain USDA 1844 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
408396 Bacteria_16S 


strain H152 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
408396 Bacteria_16S 


strain UPM-Ca7 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
408396 Bacteria_16S 


strain B9 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
408396 Bacteria_16S 


strain BN 126 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
408396 Bacteria_16S 


strain NZP 2213 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
408396 Bacteria_16S 


strain gal 1261 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
408396 Bacteria_16S 


VKM B1479 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
408396 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


408396 Bacteria_16S 


strain PL7HG1 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
408396 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


408396 Bacteria_16S 


strain 3-p 16S ri 


3263366 3263436 1 
n IFAM §T1306 16S riboso 
ria; Proteobacteria; Alp 
3309034 3309104 1 


3577319 3577389 1 
216 16S ribosomal RNA, 
acteria; Alphaproteobact 

3578783 3578853 1 
IFAM 1003 16S ribosomal 
ia; Proteobacteria; Alph 
3603418 3603488 1 
6S ribosomal RNA, partia 


3645668 3645738 1 
16S ribosomal RNA, parti 


3656319 3656389 1 
ibosomal RNA, partial se 


3800575 3800645 1 
S ribosomal RNA, partial 


3898315 3898385 1 
osomal RNA, partial sequ 


3940506 3940576 1 
ribosomal RNA, partial 


3967283 3967353 1 
6S ribosomal RNA, comple 


3980183 3980253 1 
6S ribosomal RNA, partia 


1650123 1650192 2 
osomal RNA, partial sequ 


254695 254762 1 

1 RNA, partial sequence 
ia; Rhizobiales; Bradyrh 
383254 383321 1 
ribosomal RNA, partial 


415775 415842 1 
ribosomal RNA, partial s 
acteria; Alphaproteobact 
742985 743052 1 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
408396 Bacteria_16S 


824656 824723 1 


34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


408396 Bacteria_16S 


ia; Rhizobiales; Bradyrh 
826158 826225 1 


34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


408396 Bacteria_16S 


strain AMX51 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
408396 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


408396 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


ia; Rhizobiales; Bradyrh 
842915 842982 1 
ribosomal RNA, partial s 


870264 870331 1 
in BO71 16S ribosomal RN 
eria; Proteobacteria; Al 


1057049 1057116 1 
ain Klemme Rb 16S riboso 


teria; Proteobacteria; Alphaproteobact 


408396 Bacteria_16S 


1365303 1365370 1 


71 gi| 219846745 
mal RNA, partial sequenc 
haproteobacteria; Rhizob 

71 gi|219846715 

3308619 33100 
obacterace 

71 gi|219846524 
complete sequence 35769 
eria; Rhizobiales; Brady 

71 gi| 219846523 

RNA, partial sequence 
aproteobacteria; Rhizobi 

71 gi| 219846504 
1 sequence 3602996 36044 

biaceae; S 

TL gi|219846474 

al sequence 3645244 36466 
biaceae; R 

71 gi|219846467 

quence 3655877 36573 
biaceae; R 

71 gi| 219846362 
sequence 3800153 38015 
obacteriac 

71 gi| 219846296 
ence 3897893 38992 

hodobacter 

71 gi|219846265 
sequence 3940082 39414 

biaceae; A 

71 gi|219846247 
te sequence 3966839 39683 

obacteriac 

71 gi| 219846238 
1 sequence 3979744 39812 

biaceae; R 

FL gi| 219878442 
ence 1649700 16511 

obacterace 

68 gi| 265678892 

254252 255652 Afipi 
izobiaceae; Afipia. 

68 gi| 265678799 
sequence 382807 38428 

rhizobiace 

68 gi|265678777 
equence 415329 41680 
eria; Rhizobiales; Methy 

68 gi| 265678551 

742578 74395 
Rhodospiri 

68 gi| 265678496 

824212 825662 Bosea 
izobiaceae; Bosea. 

68 gi| 265678495 


825713 827158 Bosea 


ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026307.1 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Xanthobacter flavus 


30 Xanthobacter flavus Bacteria; 


ae; 
ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026066.1 


Xanthobacter. 


Blastobacter 
bacter capsulatus 
astobacter. 
Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


hizo 
ref 


bium/Agrobac 
NR_026059.1 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


hizobium/Agrobac 
ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025886.1 


terium group; Rhizobium. 
Mesorhizobium ciceri 
ciceri Bacteria; 
um. 
Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


acea 
ref 


e; Ahrensia 
NR_025855.1 


Rhodobium marinum 


71 Afifella marina Bacteria; 


fifella. 
ref|NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025828.1 


Mesorhizobium loti 
loti Bacteria; 
um. 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


hizo 
ref 


bium/Agrobac 
NR_025581.1 


terium group; Rhizobium. 
Labrys monachus strain 


41 Labrys monachus Bacteria; 


ae; 
ref 
a br 


Labrys. 
NR_029200.1 
oomeae Bacte 


ref|NR_029104.1 


Afipia broomeae strain 
ria; Proteobacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


Bradyrhizobi 
NR_029082.1 


ae; 
ref 


um. 
Methylobacterium 


5 Methylobacterium populi BJ001 


loba 
ref 


cteriaceae; 
NR_028855.1 


Methylobacterium. 
Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


llac 
ref 
ves 


eae; Rhodoci 
NR_028799.1 
trisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria; 


ref |NR_028787.1 


sta. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


ae; Bosea. 

ref |NR_028768.1 
869838 871263 

biales; Bradyrhi 


ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


izobiaceae; Bosea. 
68 gi| 265678484 
equence 842468 84394 
rhizobiace 
68 gi| 265678465 
A, partial sequence 
phaproteobacteria; Rhizo 
68 gi| 265678339 
mal RNA, partial sequenc 
eria; Rhiz 
68 gi|228719040 


ref|NR_027578.1 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Nitrobacter 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 


408396 Bacteria_16S 
RS 2060 16S ribosomal RNA, partial seq 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


408396 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


408396 Bacteria_16S 


strain DSM 5901 1 


1397021 1397088 1 68 gi 


Bacteria; Proteobacteria; Alphaproteo 
1572458 1572525 1 68 gi 
c 16S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; Rhizobia 
1647132 1647199 1 68 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


408396 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


408396 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


408396 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


408396 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


408396 Bacteria_16S 


strain 63287 16S 


1648629 1648696 1 68 gi 


ia; Rhodospirillales; Acetobacteraceae 
1867917 1867984 1 68 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


1939248 19393151 68 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


1969638 1969705 1 68 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


2299887 2299954 1 68 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


408396 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


408396 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


408396 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


408396 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


408396 Bacteria_16S 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


408396 Bacteria_16S 


strain 34633 16S 


2301355 2301422 1 68 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
2860093 2860160 1 68 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
3911976 3912043 1 68 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
3939051 3939118 1 68 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3977520 3977587 1 68 gi 
AM 14193 16S ribosomal RNA, partial se 


; Proteobacteria; Alphaproteobacteria; 


4222830 4222897 1 68 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


408396 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


408396 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


408396 Bacteria_16S 


strain R18 16S ri 


Proteobacteria; Alphaproteobacteria; 
408396 Bacteria_16S 


strain M6 16S rib 
Proteobacteria; A 


408396 Bacteria_16S 


strain V2 16S rib 
Proteobacteria; A 


408396 Bacteria_16S 


strain IS 123 16S 
Proteobacteria; A 


408396 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


4239444 42395111 68 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
4240903 4240970 1 68 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
5024 5094 1 71 gi 
bosomal RNA, partial sequence 
Rhizobiales; 
1 71 
sequence 
Rhizobiales; 
1 71 
sequence 


Barto 
6486 6556 gi 
osomal RNA, partial 
lphaproteobacteria; 
7943 8013 

osomal RNA, partial 
lphaproteobacteria; Rhizobiales; 
62584 62654 1 71 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
253220 253290 1 71 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


Barto 
gi 


Barto 
gi 


408396 Bacteria_16S 


318194 318264 1 71 gi 


6S ribosomal RNA, partial sequence 1646706 16481 


somal RNA, partial sequence 1648203 1649649 Stell 


2299447 23008 


2300928 2302353 Afipi 


4222451 42238 


4584 


6033 


7488 


62180 


228715764 
uence 
bacteria; 


219857383 
15720 
les; Brady 
219878444 


Acetobacte 
219878443 
; Stella. 
219878289 
equence 
cteria; Rh 
219878235 
sequence 
ria; Rhizo 


219878215 
equence 
eria; Rhod 


219857530 


rhizobiace 
219857529 


ipia. 
219856884 
artial seq 
obacteria; 
219846286 
uence 
eria; Rhiz 
219846266 
equence 

a; Rhizobi 


219846240 
quence 
Rhodospir 


219846056 


rhizobiace 
219846042 
nce 42390 
les; Methy 
219846041 
ce 42404 
les; Methy 
265679060 
5982 

nellaceae; 
265679059 
7437 

nellaceae; 
265679058 
8910 

nellaceae; 
265679022 
63541 
biaceae; R 
265678893 
quence 

ia; Rhodob 


ref 
rhiz 
ref 
ref 
a hu 
ref 
izob 
ref 
bial 
ref 
ospi 
ref 
ae; 

ref 
a bi 
ref 
uenc 
Rhi 


ref 


obia 
ref 


ales 


ref 


ref 


ae; 
ref 


loba 
ref 


loba 
ref 


Bar 
ref 


Bar 
ref 


Bar 
ref 


hizo 
ref 


acte 


265678848 


ref 


32 1573475 Rhodo 


1867493 18688 


1938810 19402 


1969231 19705 


3911550 39128 


3938625 39400 


3977072 39783 
illa 


11 4240418 Methy 


69 4241874 Methy 


252777 25420 


NR_027539.1 
3 
obiales; 


NR_024971.1 


obiaceae; R 
NR_025583.1 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


NR_025428.1 
5 
iales; Beije 
NR_025374.1 
4 
es; Methylob 
NR_025354.1 
3 
h 


rillales; R 


NR_025118.1 


Bosea. 
NR_025117.1 
rgiae Bacter 


NR_024703.1 
e 285967 
zobiales; Br 
NR_025876.1 
5 
les; Bradyrh 
NR_025856.1 
3 
c 


v 


Methyloba 


NR_025830.1 
8 
les; Rhodos 
NR_025646.1 


Afipia. 
NR_025632.1 
1 
cteriaceae; 
NR_025631.1 
1 
cteriaceae; 
NR_029368.1 


tonella. 
NR_029367.1 


tonella. 
NR_029366.1 


tonella. 
NR_029330.1 


bium/Agrobac 
NR_029201.1 
1 
fo) 


rales; Rhod 


it 


Pp 
h 


Pp 


Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Stella vacuolata 


52 Stella vacuolata Bacteria; 
race 


Stella humosa strain 
a; Proteobacteria; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Azospirillum 
3 Azospirillum 


odospirillaceae; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Methylobacterium 
1 Methylobacterium 
teriaceae; 


Rhodospirillum 
6 Rhodospirillum 


irillaceae; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


terium group; Rhizobium. 
Amaricoccus 
Amaricoccus 


bacteraceae; 


NR_029153.1 


Bartonella vinsonii 


subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


408396 Bacteria_16S 629320 629390 1 eat gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

408396 Bacteria_16S 649279 649349 1 71 gi| 265678618 |ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

408396 Bacteria_16S 677950 678020 1 71 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

408396 Bacteria_16S 679395 679465 1 71 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
408396 Bacteria_16S 767882 767952 1 71 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

408396 Bacteria_16S 956189 956259 1 71 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

408396 Bacteria_16S 1232274 12323441 71 gi|219878271|ref|NR_025410.1]| Bartonella 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 1231844 1233289 Bartonella 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
408396 Bacteria_16S 1380539 1380609 1 71 gi|228717274|ref|NR_027561.1| Methylocella 
silvestris strain BL2 16S ribosomal RNA, partial sequence 1380115 1381523 Methylocella silvestris BL2 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

408396 Bacteria_16S 1628853 1628923 1 71 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

408396 Bacteria_16S 1656267 1656337 1 71 gi| 219878437 |ref|NR_025576.1| Ochrobactrum 
gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 1655822 1657274 Ochrobactrum 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
408396 Bacteria_16S 2075187 2075257 1 71 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

408396 Bacteria_16S 2084440 2084510 1 71 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

408396 Bacteria_16S 2295456 2295526 1 71 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

408396 Bacteria_16S 2296922 2296992 1 71 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

408396 Bacteria_16S 2349750 2349820 1 aL gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

408396 Bacteria_16S 2395352 2395422 1 71 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

408396 Bacteria_16S 2549359 2549429 1 71 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

408396 Bacteria_16S 3071446 3071516 1 71 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

408396 Bacteria_16S 3307572 3307642 1 71 gi| 219846716 |ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

408396 Bacteria_16S 3683743 3683813 1 71 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

408396 Bacteria_16S 3893653 3893723 1 71 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

408396 Bacteria_16S 3968786 3968856 1 voi gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
408396 Bacteria_16S 4108278 4108348 1 71 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

408396 Bacteria_16S 1070643 1070712 1 70 gi|265678330|ref|NR_028632.1| Tistrella mobilis 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 


408396 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


408396 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


408396 Bacteria_16S 


strain 5424 16S r 


363663 363730 1 68 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
431109 431176 1 68 gi 
in MDA5605 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 


448100 448167 1 68 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


408396 Bacteria_16S 


strain AU476 16S 


464857 464924 1 68 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


408396 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


408396 Bacteria_16S 


strain MDA5527 16 


697542 697609 1 68 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
741490 741557 1 68 gi 
S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


408396 Bacteria_16S 


strain W1-2B 16S 


1069152 1069219 1 68 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


408396 Bacteria_16S 


strain 21F-2 16S 


1079464 1079531 1 68 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


408396 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


408396 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


408396 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


408396 Bacteria_16S 


diazotrophicus st 


1093187 1093254 1 68 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1094634 1094701 1 68 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1096074 1096141 1 68 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1353379 1353446 1 68 gi 
rain PAl 5 16S ribosomal RNA, partial 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter 


408396 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


408396 Bacteria_16S 


strain LMG 1746 1 
Proteobacteria; A 


408396 Bacteria_16S 


strain LMG 1625 1 
Proteobacteria; A 


408396 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


408396 Bacteria_16S 


strain ATCC 15253 
Proteobacteria; A 


408396 Bacteria_16S 


strain H-8 16S ri 
Proteobacteria; A 


408396 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


408396 Bacteria_16S 


strain AN1 16S ri 
Proteobacteria; A 


408396 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


408396 Bacteria_16S 


strain AAO8 16S r 


1405994 1406061 1 68 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
1749345 1749412 1 68 gi 
lphaproteobacteria; Rhodospirillales; 
1750837 1750904 1 68 gi 


lphaproteobacteria; Rhodospirillales; 
2021705 2021772 1 68 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023194 2023261 1 68 gi 
16S ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
2154069 2154136 1 68 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2508996 2509063 1 68 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


’ 


2567757 2567824 1 68 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
2695450 2695517 1 68 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2709140 2709207 1 68 gi 
ibosomal RNA, partial sequence 


gi 


265678812 
ence 36326 
terales; C 
265678767 
sequence 

ria; Rhodo 


265678756 


447654 44913 


Acetobacte 
265678741 


464412 46582 


Rhodospiri 
265678584 
nce 69711 
terales; C 
265678553 


741046 74252 


Acetobacte 
265678331 


1068707 10701 


aulobacter 
265678323 


1079018 10804 


Acetobacte 
265678314 
quence 
eria; Rhod 
265678313 
10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


228720330 
sequence 
teobacteri 


219857143 
quence 
eria; Rhod 


219878374 


6S ribosomal RNA, partial sequence 1748919 17503 


Acetobacte 
219878373 


6S ribosomal RNA, partial sequence 175041117518 


Acetobacte 
219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
219857632 


2153652 21550 


Acetobacte 
219857371 
uence 
Rhodospir 


219857289 


2567339 25687 


rhizobiace 
219857191 
nce 26950 
rillales; 

219857182 


ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029072.1 

430661 432145 
spirillales; Ace 
ref|NR_029061.1 
race 
ref 


ae; Roseomon 
NR_029046.1 


llaceae; Inquili 
ref |NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_028857.1 


raceae; Roseomon 
ref |NR_028633.1 
33 Brevundimonas 
aceae; 
ref |NR_028625.1 


raceae; Acetobac 
ref |NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028614.1 

1095628 109707 
pirillales; Acet 


ref|NR_027591.1 

1352934 135441 
a; Rhodospirilla 
ref|NR_024771.1 

1405568 140698 
ospirillales; Ac 
ref|NR_025513.1 
race 
ref 


ae; Acetobac 
NR_025512.1 


raceae; Acetobac 
ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025221.1 


raceae; Rubritep 
ref|NR_024959.1 

2508571 251001 
illales; Acetoba 
ref |NR_024920.1 
ae; Nitrobacter. 
ref|NR_024819.1 


10 2696445 Saccha 
Acetobacteracea 


e: 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 
0 Acetobacter 
obacteraceae; 


, 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Acetobacter 
1 Acetobacter 


etobacteraceae; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 
Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Gluconacetobacter 

7 Gluconacetobacter 

cteraceae; 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Saccharibacter 
ribacter floricola 


; Saccharibacter. 


ref|NR_024810.1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 


Asaia krungthepensis 


2708714 2710124 Asaia krungthepensis Bacteria; 


408396 Bacteria_16S 


strain Yo-3 16S r 


2761503 2761570 1 68 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


408396 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


408396 Bacteria_16S 


strain 71 16S rib 


2809744 2809811 1 68 gi 
ia; Rhodospirillales; Acetobacteraceae 
2824790 2824857 1 68 gi 


osomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


408396 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


408396 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


408396 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


408396 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


408396 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


408396 Bacteria_16S 


strain DSM 3503 1 


2936487 2936554 1 68 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3025948 3026015 1 68 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
3418337 3418404 1 68 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


3554630 3554697 1 68 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 
3569758 3569825 1 68 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

3574308 3574375 1 


68 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


408396 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


408396 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


408396 Bacteria_16S 


strain OP 16S rib 


3580251 3580318 1 68 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


3591115 3591182 1 68 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


3941952 3942019 1 
osomal RNA, partial sequence 


68 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


408396 Bacteria_16S 


organovorum strai 
Bacteria; Proteob 


408396 Bacteria_16S 


strain PW2 16S ri 
Proteobacteria; A 


408396 Bacteria_16S 


strain Lhet2 16S 
Proteobacteria; A 


408396 Bacteria_16S 


strain KLB 16S ri 
Proteobacteria; A 


408396 Bacteria_16S 


strain 101 16S ri 
Proteobacteria; A 


408396 Bacteria_16S 


strain IAM 13153 
Proteobacteria; A 


408396 Bacteria_16S 


strain Benl104 16S 
Proteobacteria; A 


408396 Bacteria_16S 


3943413 3943480 1 68 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3944872 3944939 1 68 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3946333 3946400 1 68 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3947798 3947865 1 68 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
3949255 3949322 1 68 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

3976032 3976099 1 68 gi 
16S ribosomal RNA, complete sequence 

lphaproteobacteria; Rhizobiales; Bruce 
251745 251815 1 71 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
350352 350422 1 71 gi 


219857145 


2761077 27624 


Acetobacte 
219857110 


2809318 2810728 Asaia 


; Asaia. 
219856907 


2824364 28257 


Acetobacte 
219856832 
equence 

a; Rhodosp 


219846906 
30255 
terales; C 
219846632 
quence 

; Rhodospi 
219846540 
1 sequence 
ria; Rhodo 


219846529 
equence 


rillales; 


219846526 


6S ribosomal RNA, partial sequence 3573863 35753 


Acetobacte 
219846522 
1 sequence 
bacteria; 


219846515 
sequence 


ria; Rhodo 


219846264 


3941522 39429 


Acetobacte 
219846263 
nce 39429 
rillales; 

219846262 


3944448 39458 


Acetobacte 
219846261 


3945905 39473 


Acetobacte 
219846260 


3947368 39487 


Acetobacte 
219846259 


3948831 39502 


Acetobacte 
219846241 

39756 
llaceae; M 
265678894 


251300 25272 


hodobacter 
265678824 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 


Alphaproteobacter 


408396 Bacteria_16S 


strain E-1-A 16S 
Proteobacteria; A 


408396 Bacteria_16S 


ia; Rhodobacterales; Rhodobacteraceae; 
356183 356253 1 71 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
372594 372664 1 71 gi 


Paracoccu 
265678818 


355741 35715 


Sphingomon 
265678806 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


Sph 


ref|NR_024773.1 

race 
ref 

sia 


ae; Kozakia 
NR_024738.1 
mensis Bacte 


ref |NR_024728.1 
raceae; Asaia. 
ref|NR_024651.1 

2936039 293748 
irillales; Aceto 


ref|NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref|NR_026224.1 
3417892 341936 


rillales; Acetob 


6 


Acetobacter e 
ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026114.1 

3579840 358126 
Rhodospirillale 


ref|NR_026107.1 
3590670 359214 
spirillales; Ace 


ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025852.1 


raceae; Acidocel 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 


race 
ref 


ae; Acidiphi 
NR_025849.1 


raceae; Acidocel 
ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref |NR_029202.1 


acea 
ref 
occu 
Ss. 

ref|NR_029123.1 
7 Sphingopyxis 
adaceae; Sphingo 


e; Amaricocc 
NR_029129.1 
s kocurii Ba 


s: 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Gluconobacter 
7 Gluconobacter 

acteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


, 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 
Acetobacter 
8 Acetobacter 
tobacteraceae; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidocella facilis 


, 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Mycoplana bullata 
ana bullata Bacteria; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 


us. 
Paracoccus kocurii 
cteria; Proteobacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 


ref|NR_029111.1 
372149 373610 
ingomonadales; S 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


408396 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


408396 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


408396 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


408396 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


408396 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


408396 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


408396 Bacteria_16S 


RW1 16S ribosomal 


381740 381810 1 71 gi 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


477006 477076 1 FA 


gi 
Rhodobacterales; Rhodobacteraceae; 

583855 583925 1 71 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


ia; 


847574 847644 1 71 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1067650 1067720 1 71 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1390986 1391052 5 71 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1400025 1400095 1 71 gi 
RNA, partial sequence 


’ 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


408396 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


408396 Bacteria_16S 


strain CM243 16S 


1407456 1407526 1 71 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1615243 1615313 1 71 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


408396 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


408396 Bacteria_16S 


strain vc 5 16S r 


1828263 1828333 1 71 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1845170 1845240 1 71 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


408396 Bacteria_16S 


strain SE3104 16S 


1851267 18513371 71 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


408396 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
408396 Bacteria_16S 


strain MCS 25 16S 
Proteobacteria; A 


408396 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


408396 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


408396 Bacteria_16S 


strain ALC-2 16S 
Proteobacteria; A 


408396 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


408396 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


408396 Bacteria_16S 


strain DM12 16S r 
Proteobacteria; A 


408396 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


408396 Bacteria_16S 


strain LBB1 16S r 


1955997 1956067 1 71 
ibosomal RNA, partial sequence 
Sphingomonadales; 
2017289 2017359 1 71 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2018761 2018831 1 71 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2020233 2020303 1 71 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


gi 


2151144 21512141 71 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

2152608 2152678 1 71 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


gi 


2158607 2158677 1 71 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


2334792 2334862 1 71 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
2336197 2336267 1 71 gi 
n ALG 1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
rs 


gi 


2340709 2340779 1 71 
ibosomal RNA, partial sequence 


gi 


476563 478023 Parac 


Sphingomonadales; 


1399580 1401060 Sphin 


1614821 16162 


1844748 18461 


1850849 18521 


1955571 19570 


2016867 20182 


2018337 20197 


2150729 21521 


2334350 23357 


265678800 
sequence 
cteria; Rh 
265678733 


Paracoccu 
265678663 
equence 

ria; Rhodo 


265678481 
nce 84713 
terales; R 
265678332 
ence 10672 


228716336 
e 13905 
Parvularc 
228715353 


Sphingomon 
219846657 
artial seq 
acteria; S 


219878466 


aulobacter 
219878317 
quence 

a; Rhodoba 
219878305 


yphomonada 
219878301 


Rhodospiri 
219878224 


Sphingomon 
219878184 


yphomonada 
219878183 


yphomonada 
219873182 
sequence 
cteria; Rh 


219857634 


Erythrobac 
219857633 
equence 

ria; Rhodo 


219857629 
partial s 
obacteria; 


219857505 


hodobacter 
219857504 
uence 

ia; Rhodob 


ref|NR_029105.1 
381306 382756 
izobiales; Phyll 


ref 
occu 
s. 

ref|NR_028968.1 
583422 584837 
bacterales; Rhod 


NR_029038.1 
s yeei Bacte 


ref|NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref |NR_026249.1 
uence 140703 
phingomonadales; 


’ 


ref|NR_025605.1 
aceae; Woodshole 
ref|NR_025456.1 
1827843 182926 
cterales; Hypho 
ref |NR_025444.1 
; Maricauli 
NR_025440.1 


ceae 
ref 


llaceae; Roseosp 
ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_025323.1 
; Maricaulis 
NR_025322.1 


ceae 
ref 
ceae; Maricaulis 
ref |NR_025321.1 

2019809 202123 
odobacterales; H 


ref |NR_025223.1 


teraceae; Porphy 
ref|NR_025222.1 

2152193 215360 
bacterales; Rhod 


ref 
eque 
Rho 


NR_025218.1 
nce 215819 
dobacterales 
ref |NR_025093.1 
aceae; Paracoccu 
ref |NR_025092.1 


2335756 233710 
acterales; Rhodo 


219857501 


ref|NR_025089.1 


monadaceae; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Paracoccus 
Paracoccus 
obacteraceae; 


Paracoccus 
ccus kondratievae 
Paracoccus. 
Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Sphingobium 
2 1408473 Sphingobium 
Sphingomonadaceae; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Oceanicaulis 

6 Oceanicaulis 

Oceanicaulis. 

Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
s. 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Albidovulum 

1 Albidovulum 

obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


, 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 
Roseinatronobacter 

2 Roseinatronobacter 

bacteraceae; 


Rhodobaca bogoriensis 


2340265 2341721 Rhodobaca bogoriensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 


408396 Bacteria_16S 2457688 2457758 1 71 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

408396 Bacteria_16S 2533272 2533342 1 71 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

408396 Bacteria_16S 2630875 2630945 1 ral gi|219857238|ref|NR_024866.1| Methylarcula terricola 


strain hl 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


408396 Bacteria_ 


carotinifaciens s 
carotinifaciens B 


Paracoccus. 
408396 Bacteria_ 


pantotrophus stra 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacte 


Paracoccus. 
408396 Bacteria_ 


denitrificans str 
denitrificans Bac 


Paracoccus. 
408396 Bacteria_ 


strain N2 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


408396 Bacteria_ 
sibiricus strain 


16S 2925962 2926032 1 | 
train E-396 16S ribosomal RNA, 


gi 


complete 


16S 3085131 3085201 1 71 gi 
in ATCC 35512 16S ribosomal RNA, parti 


16S 3086576 3086646 1 71 gi 


16S 3107523 3107593 1 71 


complete sequence 


gi 


16S 3197064 31971341 71 


gi 


2630432 26317 


acteria; Proteobacteria; Alphaproteobact 


219846865 
al 
ri 


219846864 
ain 381 16S ribosomal RNA, partial seque 
teria; Proteobacteria; Alphaproteobacter 


219846850 
3107102 31085 
ho 
219846790 
RB16-17 16S ribosomal RNA, partial seque 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 
Sandaracinobacter. 


92 Methylarcula 


ref |NR_024658.1 
sequence 2925520 292697 
eria; Rhodobacterales; 


ref|NR_026457.1 
sequence 3084717 308611 
a; Rhodobacterales; 


ref|NR_026456.1 
3086162 308755 
Rhodobacterales; 


nce 
ia; 


ref|NR_026442.1 


dobacteraceae; 
ref |NR_026382.1 
nce 196654 319807 
Sphingomonadales; 


Ww 


terricola Bacteria; 
hodobacteraceae; Methylarcula. 
219856839 


Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Paracoccus 
1 Paracoccus 


Rhodobacteraceae; 


Paracoccus 
6 Paracoccus 


Rhodobacteraceae; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 
Rhodovulum. 


Sandaracinobacter 
0 Sandaracinobacter 


Sphingomonadaceae; 


408396 Bacteria_16S 3261842 3261912 1 vei gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

408396 Bacteria_16S 3654842 3654912 1 71 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

408396 Bacteria_16S 3936180 3936250 1 71 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

408396 Bacteria_16S 3937614 3937684 1 71 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 


strain DM-82 16S 


Bacteria; 


strain MB-G2 16S 


Bacteria; 


408396 Bacteria_16S 
haeundaensis stra 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacte 


Paracoccus. 


408396 Bacteria_16S 306105 306172 1 68 gi| 265678856 |ref|NR_029162.1 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsi 
408396 Bacteria_16S 446568 446635 1 68 gi| 265678757 |ref|NR_029062.1 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
408396 Bacteria_16S 561267 561334 1 68 gi| 265678678 |ref|NR_028983.1 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 


ludipueritiae Bac 
Roseomonas. 


408396 Bacteria_16S 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


408396 Bacteria_16S 


ribosomal RNA, partial sequence 


6S 3953823 3953893 1 71 


gi 


Rhodobac 
gi 


acteria; Alphaproteobacteria; 
6S 3955262 3955332 1 71 
ribosomal RNA, partial sequence 


3970235 3970305 1 71 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
4134143 4134213 1 71 gi 
in BC74171 16S ribosomal RNA, partial 


667231 667298 1 68 


gi 


acteria; Alphaproteobacteria; Rhodospi 
1581556 1581623 1 68 gi 


3937190 39385 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
408396 Bacteria_1 
sulfidophilum str 
Proteob 
408396 Bacteria_1 


ho 
219846256 
ain W4 16S ribosomal RNA, partial sequen 
te. 
219846255 
3954838 39562 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
408396 Bacteria_16S 
salexigens strain 
Proteob 


ho 
219846245 
en 
te 


dobacteraceae; Paracoccu 
ref|NR_025846.1 
ce 39533 
rales; Rhodobacteraceae 
ref|NR_025845.1 
dobacteraceae; Rhodovulu 
ref|NR_025835.1 
17 3971134 Rhodot 

a 


Rhodobacteraceae 


ce 39698 
rales; 


219846124 
sequence 
ria; 


teria; Proteobacteria; Alphaproteobacteria; 
265678604 


rillales; 
219878490 


ref|NR_025714.1 
133716 413512 
Rhodobacterales; Rhod 


rs 


Rhodospirillales; Ac 


ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 


66678 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Rhodovulum 


99 3954787 Rhodovulum sulfidophilum 
7 


Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 

Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Paracoccus 

3 Paracoccus 
obacteraceae; 


Neorickettsia risticii 
risticii Bacteria; 

a. 

Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas 
Roseomonas 
etobacteraceae; 


Gluconacetobacter 
acetobacter entanii 
; Gluconacetobacter. 


ref |NR_025629.1 


Rhodovarius 


lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 


408396 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


408396 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


408396 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


408396 Bacteria_16S 


strain DSM 10020 
Firmicutes; Clost 


408396 Bacteria_16S 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


408396 Bacteria_16S 


strain FF3 16S ri 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


408396 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


408396 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


408396 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; 
408396 Bacteria_16S 


strain HTCC2597 1 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


408396 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


408396 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


408396 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


408396 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


408396 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
408396 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


408396 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


408396 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


408396 Bacteria_16S 


2160096 2160159 3 66 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


3003442 3003509 1 68 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3118125 31181921 68 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3231651 3231718 1 68 gi 
ridia; Clostridiales; Clostridiales Fa 
3553099 3553166 1 68 gi 
CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


’ 


146068 146138 1 71 
bosomal RNA, partial sequence 


gi 


233170 233240 1 71 gi 
n 2.4.1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


259198 259268 1 qT gi 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


357613 357683 1 71 gi 
ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


365146 365216 
osomal RNA, partial 


1 

sequence 
Rhodobacterales; R 
1 71 gi 


71 gi 


378707 378777 


503308 503378 1 71 gi 
ain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


542876 542946 1 
osomal RNA, partial sequence 
Deferribacterales; 


71 gi 
Deferribacteraceae; 
571898 571968 1 71 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


592853 592923 1 71 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingom 
720058 720128 1 FL gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


908141 908211 1 71 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 

928334 928404 1 ae gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
929822 929892 1 71 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1058625 1058695 1 71 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 


16S ribosomal RNA, partial sequence 3231181 32326 


145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
408396 Bacteria_16S 


364736 36609 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
408396 Bacteria_16S 


542382 54390 


907717 90916 


929371 93083 


219857628 
quence 
ria; Rhodo 


219846921 
nce 30029 
rillales; 

219846843 
ence 31176 
rillales; 

219846766 


mily XI. I 
219846541 
quence 

Rhodospir 


265678965 


hodobacter 
265678907 
uence 

ia; Rhodob 


265678889 
tial seque 
acteria; R 


265678816 
partial se 
eria; Rhod 


265678811 


hodobacter 
265678802 


hodobacter 
265678716 
sequence 

eria; Rhod 


265678690 


Deferriba 
265678671 
sequence 
teria; Rho 


265678657 
ce 59240 
onadales; 

265678568 
1 sequence 
eria; Caul 


265678439 


Erythrobac 
265678426 
nce 92790 
terales; R 
265678425 


hodobacter 
265678338 
quence 

les; Defer 
265678328 


1073561 1073631 1 71 gi 


ref|NR_025217.1| Swaminathania 

2159648 2161102 Swaminathania 
spirillales; Acetobacteraceae; 
ref|NR_026513.1| Gluconacetobacter 
97 3004478 Gluconacetobacter europaeus 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_026435.1] Gluconacetobacter 
80 3119160 Gluconacetobacter intermedius 
Acetobacteraceae; Gluconacetobacter. 
ref|NR_026358.1| Peptoniphilus harei 


56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026133.1 

3552654 355413 
illales; Acetoba 


harei Bacteria; 
eptoniphilus. 
Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029215.1 
232719 234184 
acterales; Rhodo 


Rhodobacter 
Rhodobacter 
bacteraceae; 


ref 
nce 
hodo 


NR_029197.1 
258782 
bacterales; 


Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


Loktanella 
358614 Loktanella 
dobacteraceae; 


ref 
quen 
obac 


NR_029121.1 
ce 357208 
terales; Rho 


ref|NR_029116.1| Salipiger mucosus 
9 Salipiger mucosus Bacteria; 


aceae; Salipiger. 
ref|NR_029107.1| Oceanicola batsensis 
0 Oceanicola batsensis Bacteria; 
aceae; Oceanicola. 
ref|NR_029021.1] Loktanella 

502862 504310 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_028995.1| Deferribacter abyssi 
0 Deferribacter abyssi Bacteria; 
cter. 
ref|NR_028976.1| Jannaschia 

571472 572837 Jannaschia 
dobacterales; Rhodobacteraceae; 
ref|NR_028962.1| Novosphingobium 
8 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 
ref|NR_028872.1| Asticcacaulis 

719632 721036 Asticcacaulis 
obacterales; Caulobacteraceae; 
ref|NR_028741.1| Erythrobacter citreus 
0 Erythrobacter citreus Bacteria; 
teraceae; Erythrobacter. 
ref|NR_028728.1| Roseovarius 
3 929320 Roseovarius nubinhibens 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 
aceae; Ruegeria 
ref |NR_028640.1 

1058138 105957 
ribacteraceae; D 


Deferribacter 
3 Deferribacter 
eferribacter. 


ref |NR_028630.1| Novosphingobium 


tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosphingobium tardaugens 


Bacteria; Proteob 


acteria; Alphaproteobacteria; Sphingom 


onadales; 


Sphingomonadaceae; Novosphingobium. 


408396 Bacteria_16S 


1077953 1078023 1 


71 gi 


strain DAPP-PG 224 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
408396 Bacteria_16S 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadaceae; 


Alphaproteobacter 


408396 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


408396 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; 


408396 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


408396 Bacteria_16S 


Och 149 16S ribos 


antarcticus strai 
Bacteria; Proteob 


408396 Bacteria_16S 


strain HTCC2516 1 
Bacteria; Proteob 


408396 Bacteria_16S 


strain S-3 16S ri 


Deferribacteres; 
1336628 1336698 1 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


ia; 


Proteobacteria; Alphaproteobacteria; 


408396 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


408396 Bacteria_16S 
antarcticus strain EL-88 


antarcticus Bacte 
Roseisalinus. 


408396 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


408396 Bacteria_16S 


strain R-8904 16S 


ria; 


in LMG 2 
eria; 


ribosomal RNA, 


Proteobacteria; Alphaproteobacteria; 


408396 Bacteria_16S 


strain ATCC 15260 


16S ribosomal RNA, 


Proteobacteria; Alphaproteobacteria; 


408396 Bacteria_16S 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


408396 Bacteria_16S 


strain SW-46 16S 


strain 
Bacteri 


Proteobacteria; Alphaproteobacteria; 


408396 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 


408396 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 


408396 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 


408396 Bacteria_16S 


strain Nl 16S rib 


strain A901/1 16S 


osomal RNA, 


1083928 1083998 1 


Sphingomonadales; 
1141521 11415911 
ain W-50 16S ribosomal RNA, partial sequence 


1196054 1196124 1 
2809 16S ribosomal RNA, partial sequence 


1351937 1352007 1 

omal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
408396 Bacteria_16S 1362402 1362472 1 
n 307 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 
1370008 1370078 1 
6S ribosomal RNA, partial sequence 1369567 13709 
acteria; Alphaproteobacteria; 
1413517 1413587 1 
bosomal RNA, partial sequence 


1444322 1444392 1 
rain 5SM22 16S ribosomal RNA, 
cteria; Proteobacteria; Alphaproteobac 


1610738 1610808 1 


1612218 1612288 1 


1711268 1711338 1 
partial sequence 


2015799 2015869 1 


2113256 2113326 1 
US6-1 16S ribosomal RNA, parti 
a; Proteobacteria; Alphaproteobacteria; 


2117866 2117936 1 
ribosomal RNA, partial sequence 


2459181 2459251 1 
ribosomal RNA, partial sequence 


2460672 2460742 1 
ribosomal RNA, partial sequence 


2965211 2965281 1 
bosomal RNA, partial sequence 


3108987 3109057 1 
complete sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
408396 Bacteria_16S 3134512 3134582 1 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


408396 Bacteria_16S 3161914 3161984 1 


Sphingomonadales; 
71 gi 


il gi 


teria; Proteobacteria; Alphaproteobacteria; Sphi 
71 gi| 228715574 
11955 
Deferribacterales; Deferribacter 
71 gi| 228721486 
equence 
eobacteria 
71 gi| 228720499 


Proteobacteria; Alphaproteobacter 


Proteobacteria; Alphaproteobacte 


Rhodobacterales; R 
71 gi|224581449 
1413085 14145 
Sphingomonadales; Sphingomon 
EL gi| 224581424 

partial sequence 
teria; Rho 
71 gi|219878469 

16S ribosomal RNA, partial sequence 

ia; Rhodob 
71 gi| 219878468 
2007 16S ribosomal RNA, partial sequence 
ria; Rhodo 
71 gi| 219878400 


Rhodobacterales; 
71 gi 
partial sequence 

Sphingomonadales; 
71 gi 


71 gi 


Sphingomonadales; 
71 gi 


Sphingomonadales; 
71 gi 


Sphingomonadales; 
| gi 


Sphingomonadales; 


71 gi 


71 gi 


vl gi 


1351515 1352883 Roseo 


71 gi|228719132 
13619 
Rhodobacterales; R 
71 gi|228718299 


1710844 17122 
Rhodobacter 


2117441 21188 


2458757 24601 


2460248 24616 


2964771 29662 


3108566 31099 


3134094 31355 


265678324 
10775 
Sphingomon 
265678320 


Sphingo 
253680762 


219878185 
20153 
Sphingomon 
219857659 
al sequenc 


219857656 


Erythrobac 
219857410 


Sphingomon 
219857409 


Sphingomon 
219856812 


Sphingomon 
219846849 


219846832 


ref |NR_028626.1 
29 1078967 Sphin 
adaceae; 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 


ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_027609.1 

1336206 133758 
; Rhodobacterale 


ref|NR_027593.1 
bacter litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027572.1 


hodobacteraceae; 
ref|NR_027233.1 


adaceae; Sphingo 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 
ref|NR_025539.1 
aceae; Loktanell 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref |NR_025248.1 
e 2112812 211429 
Sphingomonadales 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref |NR_024998.1 
97 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref|NR_026441.1 


aceae; Rhodovulu 
ref|NR_026424.1 


aceae; Paracoccu 


219846814 


heliothermus strain EL-219 16S ribosomal RNA, partial sequence 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Antarctobacter. 


Sphingomonas melonis 


gomonas melonis Bacteria; 
Sphingomonas. 


Sphingobium amiense 
acteria; Proteobacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 
Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Thalassobacter 

0 Thalassobacter 

odobacteraceae; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 


ref|NR_026406.1 
3161511 316291 


Antarctobacter 
0 Antarctobacter 


408396 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
408396 Bacteria_16S 


strain BN6 16S ri 


Proteobacteria; Alphaproteobacteria; 
408396 Bacteria_16S 
in BMA1 16S ribosomal RNA, partial seq 


thermophilus stra 
thermophilus Bact 


408396 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


408396 Bacteria_16S 


strain E-37 16S r 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


408396 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


408396 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
408396 Bacteria_16S 
SW-135 16S ribosomal RNA, partial seq 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


408396 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


408396 Bacteria_16S 
SW-151 16S ribosomal RNA, partial seq 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


408396 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


408396 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


408396 Bacteria_16S 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


408396 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
408396 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


408396 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


408396 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


408396 Bacteria_16S 


pomorum strain 3A 
Bacteria; Firmicu 


408396 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


408396 Bacteria_16S 


3163375 3163445 1 71 gi 
172 16S ribosomal RNA, partial sequenc 


3311980 3312050 1 71 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3677801 36778711 71 gi 


Deferribacteres; Deferribacteral 
3682290 3682360 1 iat gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3716821 3716891 1 71 gi 
ibosomal RNA, partial sequence 


eria; 


3965770 3965840 1 71 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3974613 3974683 1 71 gi 

IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3995069 3995139 1 71 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3996560 3996630 1 71 gi 


ia; Proteobacteria; Alphaproteobacteri 


3998054 3998124 1 71 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


4000976 4001046 1 71 


gi 
ia; Proteobacteria; Alphaproteobacteri 


4035931 4036001 1 71 gi 
SW-110 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
4231897 4231967 1 i’ gi 
ns strain MB2 16S ribosomal RNA, parti 
ns Bacteria; Proteobacteria; Alphaprot 


36798 36867 1 70 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


38201 38270 1 70 gi 
162 16S ribosomal RNA, partial sequenc 


833890 833959 1 70 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


835392 835461 1 70 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 
1063191 1063260 1 70 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
2722666 2722735 1 70 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Alicyclobacillaceae; 
2785711 2785780 1 70 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
3062606 3062675 1 70 gi 


, 


3311548 33129 


3716418 37177 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
408396 Bacteria_16S 


3994645 39960 


Sphingomon 


219846813 
e 31629 
hodobacter 
219846712 


Sphingomon 
219846452 
uence 

es; Deferr 
219846449 
36818 
terales; R 
219846425 


hodobacter 
219846248 
sequence 
a; Sphingo: 


219846242 
sequence 
a; Rhizobi 


219846228 


Erythrobac 
219846227 
uence 

a; Sphingo: 


219846226 
quence 
ia; Sphing 


’ 


219846224 
uence 
a; Sphingo: 


219846199 
ence 40355 
adales; 

219846047 
al sequenc 
eobacteria 


265679039 
ial sequen 
ia; Rhodob 


265679038 
e 37787 
hodobacter 
265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 
roteobacte 


265678335 
uence 
acillaceae 
219857173 
27221 
Alicycloba 
219857126 
ial sequen 
clobacilla 


ref 


acea 
ref 


adac 
ref 


ibac 
ref 


hodo. 
ref 


acea 
ref 


mona 
ref 

ales 
ref 


tera 


mona 


omon 
ref 

mona: 
ref 


Eryt 
ref 


; Rh 
ref 
acte 


ref 


acea 
ref 


hing 
ref 
nce 
ria; 
ref 


; Al 
ref 


cill 
ref 


ceae 


219846880 


mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 


ref 


61 3164378 Roseo 


3677295 36788 


64 3683252 Octad 


3965346 39667 


3974188 39755 


85 Erythrobacter 


3996136 39 


3997630 39 


4000552 40019 


07 4036950 Eryth 


e 4231451 42328 


ce 36384 


39128 


1062699 10642 


61 2723688 Alicy 


ce 2785219 27867 


NR_026405.1 
Vv 
e; Roseovari 
NR_026304.1 


eae; Sphingo 
NR_026043.1 
4 
teraceae; De 
NR_026040.1 
e 
bacteraceae; 
NR_026016.1 


e; Sagittula 
NR_025838.1 
8 
dales; Sphin 
NR_025832.1 
5 
e 


; Rhizobiac 


NR_025818.1 


ceae; Erythr 
NR_025817.1 
9757 
dales; Eryth 
NR_025816.1 
9906 


adales; Eryt 


NR_025814.1 
9 
dales; Sphin 
NR_025789.1 
Est 
hrobacterace 
NR_025637.1 
8 
odobacterale 
NR_029347.1 
37736 
rales; Rhodo 
NR_029346.1 
Sulfit 
e; Sulfitoba 
NR_028793.1 


ce 833445 834896 


omonadales; 


NR_028792.1 
834947 
Sphingomona 


NR_028637.1 
3 
icyclobacill 
NR_024801.1 
c 
us. 
NR_024754.1 

3 
; Alicycloba 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Agrobacterium 
6 Agrobacterium 
ae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Leisingera 

1 Leisingera 

s; Rhodobacteraceae; 


Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 


NR_026472.1 


Sulfitobacter 


3062186 3063600 Sulfitobacter 


408396 Bacteria_16S 
delicatus strain 
delicatus Bacteri 
Sulfitobacter. 
408396 Bacteria_16S 
strain KMM 3554 1 


408396 Bacteria_16S 
moscoviensis stra 
moscoviensis Bact 
408396 Bacteria_16S 
hesperidum strain 
Bacteria; Firmicu 
408396 Bacteria_16S 
ferrireducens str 
ferrireducens Bac 
408396 Bacteria_16S 
elongatus strain 
Bacteria; Proteob 
408396 Bacteria_16S 
rhabdoformis stra 
Bacteria; Proteob 
408396 Bacteria_16S 
strain 2678 16S r 


group. 
408396 Bacteria_16S 
strain MK (Kaplan 


fever group. 
408396 Bacteria_16S 
azorensis strain 
Bacteria; Firmicutes; 
408396 Bacteria_16S 

strain R 16S ribo 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
408396 Bacteria_16S 
strain AAFu3 16S 
Deferribacteres; 
408396 Bacteria_16S 
HEL-45 16S riboso 


408396 Bacteria_16S 
anilini strain An 
Bacteria; Proteob 
408396 Bacteria_16S 
gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 
408396 Bacteria_16S 
berrensis strain 
Bacteria; Firmicutes; 
408396 Bacteria_16S 

strain IFO 13613 


eria; 


408396 Bacteria_16S 
aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 
408396 Bacteria_16S 


acteria; 


4166595 4166664 1 


4168077 4168146 1 


124832 124896 1 


2032148 2032216 2 


92553 


92620 1 


ain PAL-1 16S ribosomal RNA, 
teria; 


Deferribacteres; 
98885 1 


98818 
284866 284933 1 


315240 315307 1 


316704 316771 1 


653603 653670 1 


Clostridia; 
1129406 1129473 1 


1149136 1149203 1 


1379121 1379184 7 


mal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


1978836 1978903 1 


2396839 2396906 1 
Firmicutes; 
2507485 2507552 1 


Clostridia; 
2928971 2929038 1 


3679332 3679399 1 


3781052 3781119 1 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


ribosomal RNA, partial sequence 
Deferribacterales; 


Clostridia; 


Clostridiales; 


strain RB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
408396 Bacteria_16S 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacte 
spotted fever group. 


Rickettsia; 
408396 Bacteria_16S 


3846196 3846263 1 


3847686 3847753 1 


KMM 3584 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria; 


in NSP M-1 16S ribosomal RNA, partial 
eria; Nitrospirae; Nitrospirales; Nitr 


FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 


FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 


) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


MV1087 16S ribosomal RNA, partial sequ 
Clostridiales; 


il 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


in LBS3 16S ribosomal RNA, partial seq 


CTT3 16S ribosomal RNA, partial sequen 


ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 


strain ATCC VR-611 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


spotted fever group. 


6S ribosomal RNA, partial sequence 4167649 41690 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


somal RNA, partial sequence 1128958 1130397 Ricke 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


70 gi|219846102|ref|NR_025692.1| Sulfitobacter 
quence 4166170 4167598 Sulfitobacter 
; Rhodobacterales; Rhodobacteraceae; 

70 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 

78 Sulfitobacter dubius Bacteria; 
hodobacteraceae; Sulfitobacter. 

65 gi| 265678979 |ref|NR_029287.1| Nitrospira 
sequence 124349 125867 Nitrospira 
ospiraceae; Nitrospira. 

70 gi|219878174|ref|NR_025313.1] Alicyclobacillus 
ence 2031681 2033165 Alicyclobacillus hesperidum 
Alicyclobacillus. 

68 gi|265679001|ref|NR_029309.1| Geovibrio 

complete sequence 92051 93594  Geovibrio 
Deferribacterales; Deferribacteraceae; Geovibrio. 
68 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
98328 99781  Desulfobulbus elongatus 
acterales; Desulfobulbaceae; Desulfobulbus. 

68 gi|265678870|ref|NR_029176.1| Desulfobulbus 
ence 284384 285824 Desulfobulbus rhabdoformis 
acterales; Desulfobulbaceae; Desulfobulbus. 

68 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 

314818 316231 Rickettsia canadensis Bacteria; 
kettsiaceae; Rickettsieae; Rickettsia; typhus 

68 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 

316282 317695 Rickettsia akari Bacteria; 
kettsiaceae; Rickettsieae; Rickettsia; spotted 

68 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
ence 653163 654605 Caloranaerobacter azorensis 

Clostridiaceae; Caloranaerobacter. 
68 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
ttsia rickettsii Bacteria; 
kettsiaceae; Rickettsieae; Rickettsia; spotted 

68 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 

1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteraceae; Geovibrio. 

70 gi| 228717469 |ref|NR_027563.1| Oceanibulbus indolifex 

1378686 1380064 Oceanibulbus indolifex HEL-45 Bacteria; 
hodobacteraceae; Oceanibulbus. 

68 gi|219878209|ref|NR_025348.1| Desulfobacterium 

1978326 1979852 Desulfobacterium anilini 
Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 

68 gi|219857462|ref|NR_025050.1| Anaerobranca 

uence 2396386 2397818 Anaerobranca 
Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
68 gi|219857372|ref|NR_024960.1| Thermohalobacter 
ce 2507000 2508520 Thermohalobacter berrensis 
Clostridiaceae; Thermohalobacter. 
68 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
56 Terasakiella pusilla Bacteria; 
locystaceae; Terasakiella. 

68 gi|219846451|ref|NR_026042.1| Rickettsia 
quence 3678896 3680323 Rickettsia 
eria; Rickettsiales; Rickettsiaceae; Rickettsieae; 

68 gi|219846376|ref|NR_025967.1| Rickettsia honei 

3780594 3782084 Rickettsia honei Bacteria; 
kettsiaceae; Rickettsieae; Rickettsia; spotted 

68 gi|219846331|ref|NR_025921.1| Rickettsia 

complete sequence 3845748 3847187 Rickettsia 
ria; Rickettsiales; Rickettsiaceae; Rickettsieae; 

68 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 


3847238 3848677 Rickettsia montanensis 


408396 Bacteria_16S 


strain Mtul 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; 


fever group. 
408396 Bacteria_16S 


strain Karp 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; 


408396 Bacteria_16S 


strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 40776 
Thermoanaerobacterales; 


Firmicutes; 
Mahella. 
408396 Bacteria_16S 


asaccharolytica strain Y-345 16S ribosomal RNA, partial 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 
408396 Bacteria_16S 


Clostridia; 


3849176 3849243 1 


3934689 3934756 1 


4076563 4076630 1 


67118 


67188 1 


78996 79066 1 


68 


68 


68 


val 


71 


gi 


3848728 38501 
Ric 


gi 


3934247 39357 
Ric 


gi 


Thermoa 


219846329 


219846270 


219846168 


anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 


anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudomonas. 
408396 Bacteria_16S 


97310 97380 1 


PL 


thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 


thiozymogenes Bacteria; 


Desulfocapsa. 
408396 Bacteria_16S 


strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter 
Actinobacteria; Rubrobacteridae; 


408396 Bacteria_16S 


567359 567429 1 


688404 688474 1 


Proteobacteria; 


Deltaproteobacteria; 


71 


Solirubrobacterales; 


71 


catecholicum strain NZva20 16S ribosomal RNA, partial sequence 


catecholicum Bacteria; 
408396 Bacteria_16S 

strain OS Hl 16S 
Firmicutes; 
408396 Bacteria_16S 


singaporensis strain S'pore Tl 16S ribosomal RNA, parti 
singaporensis Bacteria; 


Desulforhopalus. 
408396 Bacteria_16S 
litoralis strain 
Bacteria; 
408396 Bacteria_16S 


strain SJ 16S ribosomal RNA, partial 
Proteobacteria; Deltaproteobacteria; 


408396 Bacteria_16S 
strain BT-H1 16S 
Firmicutes; 
408396 Bacteria_16S 


ribosomal RNA, 
Clostridia; 


Proteobacteria; 
850354 850424 1 


Clostridiales; 
906648 906718 1 


934547 934617 1 


936074 936144 1 


939120 939190 1 


Clostridiales; 
1144603 1144673 1 


Proteobacteria; 


sequence 
Bdellovibrionales; 


Deltaproteobacteria; 


71 


ribosomal RNA, partial sequence 


Clostridia; Heliobacteriaceae; 


eal 


Deltaproteobacteria; 


7h 


ve 


vik 


complete sequence 
Heliobacteriaceae; 


el 


ref |NR_025919.1 


ref|NR_025860.1 


ref|NR_025758.1 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 
kettsiaceae; Rickettsieae; 


Rickettsia; spotted 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 
kettsiaceae; Rickettsieae; 


Orientia. 
Mahella australiensis 


04 Mahella australiensis Bacteria; 
naerobacterales Family IV. 


Incertae Sedis; 


gi|265679019|ref|NR_029327.1| Sphingomonas 
sequence 66694 68135 Sphingomonas 
Sphingomonadales; Sphingomonadaceae; 
gi|265679011|ref|NR_029319.1| Pseudomonas 
78587 79994 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
gi|265678998|ref|NR_029306.1| Desulfocapsa 
96815 98277 Desulfocapsa 
Desulfobacterales; Desulfobulbaceae; 
gi|265678674|ref|NR_028979.1| Conexibacter woesei 
woesei Bacteria; 
Conexibacteraceae; Conexibacter. 
gi|265678590|ref|NR_028895.1| Desulfobacterium 
687908 689408 Desulfobacterium 
Desulfobacterales; Desulfobulbaceae. 
gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 


849874 85135 


gi 


gi 


JS5 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


gi 


935581 937044 Bacteriovorax 
Bacteriovoracaceae; 


gi 


265678440 


265678422 


265678421 


265678419 


938639 94015 


gi 


253680760 


thermotolerans strain CM3 16S ribosomal RNA, partial sequence 


thermotolerans Bacteria; 


Pseudomonas. 
408396 Bacteria_16S 
strain SP1402 16S 


408396 Bacteria_16S 
submarinus strain 
Bacteria; 
408396 Bacteria_16S 
strain Pss 26 16S 


408396 Bacteria_16S 


strain BG29 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
408396 Bacteria_16S 


peptonophila strain KCTC 9740 16S ribosomal RNA, partial 
Bacillales; 


peptonophila Bacteria; 
408396 Bacteria_16S 
strain LSv514 16S 


408396 Bacteria_16S 


1578590 1578660 1 


2102736 2102806 1 


2146549 2146619 1 


2337629 2337699 1 


Clostridiales; 
2451728 2451798 1 


Firmicutes; 
2524164 25242341 


2815735 2815805 1 


Proteobacteria; 


vei 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


71 


71 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


al 


Heliobacteriaceae; 


7h 


71 


ribosomal RNA, partial sequence 


Fi 


Gammaproteobacteria; 


gi 


219846381 


1578118 15795 


gi 


6N 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


gi 


219878118 
21022 


Desulfovibrionales; 


219857637 


2146078 21475 


gi 


219857503 


2337153 23386 


gi 


Thermoac 


gi 


219857418 
sequence 


219857361 


2523668 25251 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi 


219856913 


alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


al sequence 906169 907666 
Desulfobacterales; D 


934056 935530 Bacter 
Bdellovibrionales; 


Pseudomonadales; Ps 


tinomycetaceae; 


Desulfobulbaceae; 


ref |NR_028742.1 


ref|NR_028724.1 
Bacteriovoracac 
ref |NR_028723.1 


Bacte 


ref |NR_028721.1 


ref|NR_028008.1 
1144133 114556 


ref|NR_025972.1 
Pseudomon 
ref|NR_025257.1 
11 2103776 Desulf 
Desulfohalobia 
ref|NR_025226.1 
Pseudomon 


ref |NR_025091.1 


ref|NR_025006.1 
2451243 245274 


ref|NR_024949.1 
53 Desulfotalea 
Desulfo 


Seinonella. 


8 Heliorestis baculata Bacteria; 
Heliorestis. 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 
Bacteriovorax marinus 

marinus Bacteria; 
riovorax. 

Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 
Heliorestis. 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 

Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 
Heliobacterium 


Seinonella 
3 Seinonella 


Desulfotalea arctica 


arctica Bacteria; 


talea. 


ref |NR_024734.1 
2815260 281674 


Pseudomonas 
8 Pseudomonas 


408396 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
408396 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


408396 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


408396 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


408396 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


408396 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


408396 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


408396 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


408396 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


408396 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


408396 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


408396 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


408396 Bacteria_16S 


antibioticus stra 
antibioticus Bact 
Lysobacter. 


408396 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


408396 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


408396 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


408396 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


408396 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


408396 Bacteria_16S 


2885000 2885070 1 71 
S ribosomal RNA, partial sequence 
Sphingomonadales; 

2971336 2971406 1 71 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


gi 


2972851 2972921 1 71 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


3208994 3209064 1 71 


gi 
Sphingomonadales; 
3210486 3210556 1 TE gi 


Sphingomonadales; 

3237885 3237955 1 71 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


3313522 3313592 1 71 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


3628878 3628948 1 71 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3829645 3829715 1 71 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
59563 59632 1 70 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; 
61111 61180 

osomal RNA, partial 
ammaproteobacteria; Xanthomonadales; xX 
638457 638526 1 70 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
867228 867297 1 70 gi 


Xanthomonadales; X 
L 70 gi 
sequence 


ammaproteobacteria; Xanthomonadales; X 
1312025 1312094 1 70 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1428921 1428990 1 70 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


1653209 1653278 1 70 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1654756 1654825 1 70 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1814580 1814649 1 70 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1849780 1849849 1 70 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


2042970 2043039 1 70 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2093540 2093609 1 70 


2884576 28858 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
408396 Bacteria_16S 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
408396 Bacteria_16S 


3829173 38306 


59080 


60630 


16S ribosomal RNA, partial sequence 866725 86827 


1652728 16542 


1654275 16557 


1814099 18155 


219856866 


Sphingomon 
219846942 
sequence 
ria; Pseud 


219846941 
al sequenc 
eria; Pseu 


219846782 


Sphingomon 
219846781 


Sphingomon 
219846762 
equence 

a; Desulfo 


219846711 
equence 
ria; Desul 


219846486 
36283 
nadales; P 
219846342 


e; Helioba 
265679024 
60579 
anthomonad 
265679023 
62129 
anthomonad 
265678625 
ence 63798 
nadales; X 
265678467 


anthomonad 
228721465 
sequence 
eria; Xant 


224581439 
sequence 
ria; Xanth 


219878439 


anthomonad 
219878438 


anthomonad 
219878326 


anthomonad 
219878302 
equence 

ia; Xantho 


v 


219878166 
quence 


cteria; Xa 


219878126 


gi 


ref |NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026534.1 

2970861 297232 
omonadales; Pseu 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026354.1 

3237371 323891 
bacterales; Desu 


ref |NR_026303.1 
3313036 331453 
fovibrionales; D 


ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref |NR_025932.1 


ium 


cter . 
NR_029332.1 


ref 


acea 
ref 


e; Xanthomon 
NR_029331.1 


aceae; Xanthomon 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref|NR_028770.1 
aceae; Xanthomon 
ref|NR_027606.1 

1311542 131304 
homonadales; Xan 


ref|NR_027221.1 

1428427 142992 
omonadales; Xant 
ref|NR_025578.1 


acea 
ref 


e; Thermomon 
NR_025577.1 


acea 
ref 


e; Thermomon 
NR_025465.1 


aceae; Fulvimona 
ref|NR_025441.1 

1849299 185079 
monadales; Xanth 


ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Thermomonas. 


oligophenolica 


Sphingomonas 
Bacteria; 
monas. 

Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Sphingomonas mali 


mali Bacteria; 


monas. 
Sphingomonas pruni 


pruni Bacteria; 


monas. 
Desulfofustis 

7 Desulfofustis 

1lfobulbaceae; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Stenotrophomonas 

rophomonas rhizophila 
Stenotrophomonas. 
Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Xanthomonas arboricola 

3 Xanthomonas arboricola 

thomonadaceae; 


Lysobacter 
1 Lysobacter 


homonadaceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 
Thermomonas 

8 Thermomonas 

omonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Thermomonas 


ref|NR_025265.1 
2093069 209454 


6 Thermomonas 


408396 Bacteria_16S 2184431 2184500 1 70 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

408396 Bacteria_16S 2318086 2318155 1 70 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
408396 Bacteria_16S 2319678 2319747 1 70 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

408396 Bacteria_16S 2850806 2850875 1 70 gi|219856890|ref|NR_024709.1| Pseudomonas 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

408396 Bacteria_16S 2852375 2852444 1 70 gi|219856889|ref|NR_024708.1| Pseudomonas geniculata 
strain ATCC 19374 16S ribosomal RNA, partial sequence 2851886 2853382 Pseudomonas geniculata 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 

408396 Bacteria_16S 2857054 2857123 1 70 gi| 219856886 |ref|NR_024705.1| Pseudomonas cissicola 
strain ATCC 33616 16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 2923098 2923167 1 70 gi|219856841|ref|NR_024660.1| Pseudoxanthomonas 
japonensis strain 12-3 16S ribosomal RNA, partial sequence 2922617 2924080 Pseudoxanthomonas japonensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
408396 Bacteria_16S 3143587 3143656 1 70 gi| 219846826 |ref|NR_026418.1| Sulfitobacter 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

408396 Bacteria_16S 3181619 3181688 1 70 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3183171 3183240 1 70 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3184723 3184792 1 70 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3186275 3186344 1 70 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3187827 3187896 1 70 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

408396 Bacteria_16S 3189379 3189448 1 70 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3190931 3191000 1 70 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3192483 3192552 1 70 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3194033 3194102 1 70 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3195585 3195654 1 70 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3289125 3289194 1 70 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3290650 3290719 1 70 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3292202 32922711 70 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3293754 3293823 1 70 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408396 Bacteria_16S 3295304 3295373 1 70 gi|219846724|ref|NR_026316.1| Xanthomonas 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 


3294823 329632 


2 Xanthomonas 


albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Xanthomonas. 


408396 Bacteria_1 
strain 25-4 16S r 
G 
408396 Bacteria_1 


Proteobacteria; 


herbarius strain 
Bacteria; 


Sphingomonas. 


408396 Bacteria_1 
arabaticum strain 
arabaticum Bacter 
408396 Bacteria _1 
strain DM-2 16S r 
D 
408396 Bacteria _1 
strain W6 16S rib 
Clost 
408396 Bacteria_16S 
formicaceticum st 
formicaceticum Ba 
408396 Bacteria_16S 
formicigenes stra 
formicigenes Bact 
408396 Bacteria_16S 


Proteobacteria; 


Firmicutes; 


strain MV1075 16S 
Thermotogae; 


Thermaerobacter. 


408396 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 
408396 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 


Sedis; Acidaminob 
408396 Bacteria_16S 
autotrophica stra 
autotrophica Bact 


Sulfurimonas. 


408396 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


408396 Bacteria_16S 


metallireducens s 
metallireducens B 


408396 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


408396 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


408396 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


408396 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 


408396 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; 


Firmicu 
408396 Bacteria_1 
echinoides strain 
echinoides Bacter 


Ther 
408396 Bacteria_16S 
subterraneus stra 
subterraneus Bact 


G 
408396 Bacteria_16S 


6S 3999556 3999625 1 70 
ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
6S 2787292 2787360 2 70 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

6S 2864720 2864784 7 71 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


gi 


6S 106481 106548 1 68 gi 
ia; Firmicutes; Clostridia; Halanaerob 
6S 114143 114210 1 68 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; 
6S 150556 150623 1 

osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
155232 155299 1 68 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
417262 417329 1 68 gi 
in DV1184 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
670210 670277 1 68 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
801800 801867 1 68 gi 
in C21 16S ribosomal RNA, complete seq 
eria; Firmicutes; Clostridia; Clostrid 


Syntrophobacterale 
68 gi 


871740 871807 1 68 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
994657 994724 1 68 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

1054036 1054103 1 68 gi 
in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1150565 1150628 5 68 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1244410 1244477 1 68 gi 
train 853-15 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
1341184 13412511 68 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1395594 1395661 1 68 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
1398542 1398609 1 68 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
2041412 2041481 1 70 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2044547 2044616 1 70 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; X 
2155567 2155634 1 68 gi 


3999120 40005 


Z-7288 16S ribosomal RNA, partial seq 


113641 11518 


150066 15156 


669757 67122 


1395106 13965 


219846225 


anthomonad 
219857125 
ce 27867 
Alicycloba 
219856881 
sequence 
a; Sphingo: 


265678991 
uence 

iales; Hal 
265678986 


s; Syntrop 
265678962 


Clostridiu 
265678959 
uence 
idiales; C 
265678776 
equence 
iales; Pep 
265678602 


265678511 
uence 
iales; Clo 
265678464 
sequence 
ria; Rhodo 


265678381 
al sequenc 
tridiales; 


265678341 
uence 
teria; Cam 
253680756 
ence 11501 
rillales; 

219857537 
1 sequence 
ridiales; 

228721140 
nce 13406 
Peptococca 
228715882 


228715357 
nce 13980 
nadaceae; 

219878167 
1 sequence 
teria; Xan 


219878165 
20440 

anthomonad 

219857631 


ref|NR_025815.1 
aceae; Silanimon 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


ref |NR_029299.1 

106000 107471 
obacteroidaceae; 
ref |NR_029294.1 
hace 
ref 


ae; Syntroph 
NR_029270.1 


m. 
ref|NR_029267.1 

154728 156242 
lostridiaceae; C 
ref|NR_029081.1 
16856 418235 
tostreptococcace 
ref|NR_028907.1 


rs 


ref |NR_028814.1 
801287 802838 
stridiales Famil 


ref|NR_028767.1 
871314 872760 
spirillales; Ace 


ref |NR_028683.1 
e 994185 995652 
Clostridiales F 


NR_028643.1 
1053566 105500 
pylobacterales; 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_025125.1 

1243915 124542 
Peptococcaceae; 
ref|NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027541.1 


ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref|NR_025306.1 

2040918 204243 
thomonadales; Xa 


ref |NR_025304.1 
53 2045572 Luteim 
aceae; Luteimona 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 


taiwanensis Bacte 
Rubrobacteraceae; 


ria; Actinobacteria; 
Rubrobacter. 


Rubrobacteridae; 


Rubrobacte 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Alicyclobacillus 
lobacillus herbarius 


Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Clostridium litorale 


6 Clostridium litorale Bacteria; 


Clostridium 
Clostridium 
lostridium. 
Tepidibacter 
Tepidibacter 
ae; Tepidibacter. 
Marinitoga camini 


5 Marinitoga camini Bacteria; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Desulfitobacterium 
itobacterium hafniense 
acterium. 
Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Gemmatimonas 
imonas aurantiaca T-27 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Luteimonas mephitis 
onas mephitis Bacteria; 
Ss. 

Rubrobacter 


ref |NR_025220.1 
155131 215660 
rales; Rubrobact 


Ny 


6 Rubrobacter 
erineae; 


408396 Bacteria_16S 


californiensis st 
californiensis Ba 


408396 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


408396 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


408396 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


408396 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


408396 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


408396 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


408396 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


408396 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


408396 Bacteria_16S 


transvaalensis st 
transvaalensis Ba 


408396 Bacteria_16S 


strain BS 16S rib 
Firmicutes; Clost 


408396 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


408396 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


408396 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


408396 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


408396 Bacteria_16S 


histidinovorans s 
histidinovorans B 


408396 Bacteria_16S 


strain 2Z2-7934 16S 
Firmicutes; Clost 


408396 Bacteria_16S 


strain DSM 10022 
Firmicutes; Clost 


408396 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


408396 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


408396 Bacteria_16S 


restrictus strain 
restrictus Bacter 


2237501 2237568 1 68 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
2255830 2255897 1 68 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


qu 


er 


2472911 2472978 1 68 
bosomal RNA, partial sequence 
eltaproteobacteria; 


gi 


Syntrophobacterale 
2558591 2558658 1 68 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2564682 2564749 1 68 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2615552 2615619 1 68 gi 


Ss; 


Eu 


ia 
ri 


ridia; Clostridiales; Clostridiales Fami 
2624749 2624816 1 68 gi 
strain RP5557 16S ribosomal RNA, parti 


Bacteria; Proteobacteria; Gammaproteob 


al 
ac 


2728846 2728913 1 68 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2757058 2757125 1 68 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


qu 
ac 


al 
di 


2794662 2794729 1 68 gi 
rain SAGM1 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 
2975948 2976015 1 68 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3027524 3027591 1 68 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3078946 3079013 1 68 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3080522 3080589 1 68 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3082098 3082165 1 68 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


se 
id 


cl 


ia 
tr 


en 
el 


ce 
el 


eq 
er 


3088077 3088144 1 68 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3101526 3101593 1 68 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
3230120 3230187 1 


ak 
bane 


Clostridiaceae; Ti 


68 gi 
ridia; Clostridiales; Clostridiales Fami 
3322654 33227211 68 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 


hermoanaerobacterium. 


al 
er 


219857574 
id 
219857562 
eq 


219857401 
2472404 24737 


219857338 
2558106 25596 
219857291 
219857255 
16S ribosomal RNA, partial sequence 2615060 26165 
219857248 


219857168 


219857148 


219857120 


219846939 


2975480 29769 


219846905 


219846869 


219846868 


219846867 


219846863 
219846854 
3101054 31025 


219846767 
16S ribosomal RNA, partial sequence 3229651 32311 


219846704 


ref|NR_025162.1 
2237029 223848 
lostridiaceae; 
ref|NR_025150.1 

2255320 225677 
lfobacterales; 


ence 
iales; C 
uence 
ia; Desu 
ref |NR_024989.1 
hace 
ref 


Syntrop ae; Smithell 


NR_024926.1 
bacterium. 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref |NR_024886.1 


1 sequen 
diales; 


ly XII. Incertae Sedis; 
ref |NR_024878.1 
e 2624254 262575 


anthomonadales; 


sequenc 
teria; X 


ref|NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ence 
illaceae 


sequenc 
ales; Cl 


ref|NR_024748.1 

2794179 279557 
lost 
ref 


quence 
iales; C 
NR_026531.1 
ostridium. 
ref |NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
NR_026459.1 
3 


s 


1 sequen 
idiales; 


ce 30784 
lales; D 


30800 
lales; D 


uence 
ia; Desu ellales; De 
NR_026455.1 
sequence 9 
diales; tridiaceae; 
ref |NR_026446.1 
ndallia. 
ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026296.1 
e 3322195 332367 


les; Thermoanaer 


ly XI. I 


sequenc 
obactera 


3588019 3588086 1 68 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3665645 3665712 1 68 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 


nc 
el 


qu 
le 


408396 Bacteria_16S 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 


3685306 3685373 1 68 gi 


219846517 


219846461 


219846447 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 


e 35875 
lales; D 


ence 
s; Pepto 


T 


D 


Tindallia 
3 Tindallia 
indallia. 
Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Rhodanobacter 

6 Rhodanobacter 

Xanthomonadaceae; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Alkaliphilus 
1 Alkaliphilus 


ridiaceae; Alkaliphilus. 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 

4 Desulfurella 
ulfurellaceae; 


Natronincola 
0 Natronincola 
Natronincola. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Desulfurella 
urella acetivorans 
Desulfurella. 
Dehalobacter 

8 Dehalobacter 
obacter. 
Desulfitobacterium 


ref|NR_026038.1 
3684807 368631 


3 Desulfitobacterium 


chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 


408396 Bacteria_16S 


thermocisternum s 


thermocisternum B 


408396 Bacteria_16S 


vulcanalis strain 
Bacteria; Firmicu 


408396 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


408396 Bacteria_16S 


nitratireducens s 
nitratireducens B 


408396 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


408396 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


408396 Bacteria_ 
strain SL-4 16S r 
Bacil 
408396 Bacteria_ 


Firmicutes; 


thermoaerophilus 
thermoaerophilus 


Aneurinibacillus. 
408396 Bacteria_ 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 
Proteob 
408396 Bacteria_ 
acetylenicus stra 
acetylenicus Bacteria; 


Bacteria; 


Pelobacter. 


408396 Bacteria_ 
strain Benl02 16S 


Geobacter. 


408396 Bacteria_ 


16S 


acteria; 


3764508 3764575 1 
Firmicutes; 
4048042 4048109 1 
4072027 4072094 1 
Firmicutes; 
4172737 4172804 1 


Firmicutes; 
50394 50464 


All 16S ribosomal RNA, 
acteria; Deltaproteobacteria; 


95767 95837 
Proteobacteria; 


100356 100426 1 


lales; 
16S 


Bacteria; 


16S 


16S 


16S 


16S 


16S 


Firmicutes; 


121868 121938 1 


acteria; Deltaproteobacteria; 
199485 199555 1 
in WoAcyl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
250263 250333 1 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
408396 Bacteria_ 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 
sulfurreducens Bacteria; 


280252 280322 1 
Proteobacteria; 


375613 375683 1 


68 


68 


ibosomal RNA, complete sequence 

Bacillaceae; 
101923 101993 1 
strain L420-91 16S ribosomal RNA, 


vel 


vk 


71 


gi 


train ST90 16S ribosomal RNA, partial 


Clostridia; Clostridiales; 


gi 


CsHg2 16S ribosomal RNA, partial sequence 40475 
tes; Bacillales; Alicyclobacillaceae; 


rain BOR-Y 16S ribosomal RNA, partial 


cteria; 


train Met 79 16S ribosomal RNA, partia 
acteria; 


n Aspo2 16S ribosomal RNA, partial sequence 
ria; 


gi 


249819 25124 


gi 


Deltaproteobacteria; 


gi 


xylanilyticus strain XIL14 16S ribosomal RNA, complete 


xylanilyticus Bacteria; Firmicutes; 
408396 Bacteria_ 
massiliensis strain 2301065 16S ribosomal RNA, 
massiliensis Bacteria; 
408396 Bacteria_ 
favisporus strain 


Bacteria; 


Firmicutes; 


strain BCH 16S ri 
Proteobacteria; G 


408396 Bacteria_ 


strain TOD45 16S 
Firmicutes; 


strain RSA19 16S 
Firmicutes; Bacil 


Firmicutes; 
408396 Bacteria_ 
strain Tf 16S rib 
Bacil 
408396 Bacteria_ 


16S 


16S 


16S 


lales; 
16S 


Bacillales; 


osomal RNA, partial 


Bacillales; 


bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
16S 


700499 700569 1 


Bacil 
408396 Bacteria_ 


lales; 
16S 


408396 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


408396 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


tes; 


408396 Bacteria_16S 


6611 16S ribosomal RNA, partial sequence 


lales; 


703453 703523 1 


718545 718615 1 


n 123 16S ribosomal RNA, 
Bacillaceae; 


Bacillales; 
732364 732434 1 


FL 


ribosomal RNA, partial sequence 

Paenibacillaceae; 
701984 702054 1 
ribosomal RNA, partial sequence 
Paenibacillaceae; 


vel 


74 


al 


cet 


Paenibacillaceae; 


392565 392635 1 71 gi| 265678793 

partial sequence 

Firmicutes; Bacillales; Paenibacillaceae; 
432708 432778 1 71 gi| 265678766 
GMP01 16S ribosomal RNA, partial sequence 43219 
Paenibacillaceae; Paenibacillus 

510897 510967 1 71 gi| 265678711 
sequence 510382 51190 

Bacillaceae; Geobacillus. 

597334 597404 1 71 gi| 265678654 


596871 59824 


gi 


699985 70142 
Paenibacillus. 
265678581 
701473 70290 
Paenibacillus. 


gi 


gi 


6S ribosomal RNA, partial sequence 702960 70436 
ammaproteobacteria; Chromatiales; Chromatiaceae; 


gi 


complete sequence 71801 
Virgibac 


gi 


219846388 
sequence 


ref 


Peptococcaceae; 


219846188 | ref 


NR_025979.1 
3764125 37655 


NR_025778.1 
66 4049023 Alicyc 


1 


Deltaproteobacteria; Desulfovibrionales; De 
71 gi|265678996|ref|NR_029304.1 
99832 101390 Halobacillus 

Halobacillus. 
71 gi| 265678995 |ref|NR_029303.1 
partial sequence 101441 102925 
Bacillales; Paenibacillaceae; Aneurinibaci 
71 gi| 265678981 |ref|NR_029289.1 
121373 122854 Desulf 
Syntrophobacterales; Syntrophobact 
71 gi|265678930|ref|NR_029238.1 


Desul 


265678895 


265678873 


Des 


265678804 
sequence 


198985 200521 
furomonadales; P 
ref |NR_029203.1 
aceae; Amaricocc 
ref |NR_029179.1 


279814 281221 
ulfuromonadales; 


ref|NR_029109.1 

375101 376646 
Paenibacillus. 
ref|NR_029098.1 

392074 393575 
Paenibacillus. 
ref|NR_029071.1 
6 433742 Paenib 


ref 


NR_029016.1 


ref |NR_028959.1 


Thiobaca. 


265678582 |ref 


NR_028887.1 
2 Paenibacillus 


ref|NR_028886.1 
9 Paenibacillus 


265678580 | ref 
Lamprocystis. 
265678569 |ref 
illus. 


265678560 |ref 


Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 


NR_028885.1 
5 Lamprocystis purpurea Bacteria; 


NR_028873.1 
9 719581 Virgib 


NR_028864.1 
731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Alicyclobacillus 
lobacillus vulcanalis 


Alicyclobacillus. 
68 gi|219846171|ref|NR_025761.1| Soehngenia 
sequence 4071551 4073044 Soehngenia 
Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
68 gi|219846098|ref|NR_025688.1| Garciella 
1 sequence 4172278 4173748 Garciella 
Clostridia; Clostridiales; Eubacteriaceae; Garciella. 
1 71 gi|265679030|ref|NR_029338.1| Desulfovibrio 
complete sequence 49907 51436 Desulfovibrio alaskensis 
Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
1 71 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
95265 96764 Desulfovibrio 


sulfovibrionaceae; 


Halobacillus litoralis 


litoralis Bacteria; 


Aneurinibacillus 
Aneurinibacillus 
llus group; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Pelobacter 

Pelobacter 
elobacteraceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Geobacter 
Geobacter 
Geobacteraceae; 


Paenibacillus 
Paenibacillus 


Paenibacillus 
Paenibacillus 


Paenibacillus 
acillus favisporus 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Lamprocystis purpurea 


Virgibacillus 
acillus marismortui 


Thiocapsa rosea strain 


408396 Bacteria_16S 733787 733857 1 71 gi|265678559|ref|NR_028863.1| Thiohalocapsa 
halophila strain 4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 

408396 Bacteria_16S 754182 754252 1 71 gi| 265678543 |ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
408396 Bacteria_16S 761769 761839 1 71 gi|265678538|ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408396 Bacteria_16S 797121 797191 1 71 gi|265678514|ref|NR_028817.1| Paenibacillus 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408396 Bacteria_16S 858034 858104 1 71 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
408396 Bacteria_16S 898948 899018 1 71 gi|265678445|ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408396 Bacteria_16S 926864 926934 1 71 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

408396 Bacteria_16S 957762 957832 1 71 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

408396 Bacteria_16S 959299 959369 1 71 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408396 Bacteria_16S 1006853 1006923 1 71 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408396 Bacteria_16S 1008314 1008384 1 71 gi|265678372|ref|NR_028674.1| Bacillus edaphicus 
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Firmicutes; Bacil 
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1705215 1705285 1 71 
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1779595 1779665 1 71 
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gi 
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ete sequ 
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gi 
al seque 
Halobacillus. 

gi| 219878404 
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les; Thermoleophil 
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, partial sequence 
Paenibacillaceae; 

gi| 219878350 
partial sequence 
aenibacillaceae; P 

gi| 219878342 
partial sequence 
acillaceae; Virgib 


nibacillus. 


ref |NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref|NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027213.1 
76 1436085 Paenib 


ref|NR_025554.1 


ref|NR_025545.1 
02 1703230 Haloba 
ref|NR_025543.1 
aceae; Thermoleo 
ref |NR_025490.1 

1777548 177905 
Paenibacillus. 
ref |NR_025489.1 

1779107 178061 
aenibacillus. 
ref|NR_025481.1 

1789570 179108 
acillus. 


gi| 219878335 


eae; Paenibacillus 


65 Bacillus edaphicus Bacteria; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Syntrophobacter 
phobacter wolinii 
eraceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Paenibacillus 

acillus antarcticus 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Halobacillus 
cillus karajensis 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Virgibacillus 
7 Virgibacillus 


ref|NR_025474.1 


Paenibacillus 


1800219 1801737 Paenibacillus stellifer 


408396 Bacteria_16S 1803845 18039151 71 gi| 219878333 |ref|NR_025472.1 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 180486 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

408396 Bacteria_16S 1823814 1823884 1 71 gi|219878320|ref|NR_025459.1 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Haloba 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

408396 Bacteria_16S 1870943 1871013 1 71 gi| 219878287 |ref|NR_025426.1 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 18719 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

408396 Bacteria_16S 1894076 1894146 1 71 gi| 219878268 |ref|NR_025407.1 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 189509 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
Desulfomicrobium. 

408396 Bacteria_16S 1914859 1914929 1 71 gi| 219878252 |ref|NR_025391.1 
azoreducens strain CMl 16S ribosomal RNA, partial sequence 1914361 1915860 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408396 Bacteria_16S 1933299 1933369 1 71 gi|219878239|ref|NR_025378.1 
strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 19342 

Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Des 
408396 Bacteria_16S 1942333 1942403 1 71 gi| 219878233 |ref|NR_025372.1 


strain LMG 18419 
Firmicutes; Bacil 


408396 Bacteria_16S 


strain ET-5b 16S 


lales; Paenibacillaceae; Paenibacillus 
1968250 1968320 1 71 gi 
ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1941853 19433 


219878216 


1967755 19691 


47 Paenibacillus 


ref|NR_025355.1 


Virgibacillus 
2 Virgibacillus 


Halobacillus trueperi 
cillus trueperi 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Paenibacillus 
acillus azoreducens 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 
Paenibacillus cookii 
cookii Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

408396 Bacteria_16S 1977272 1977342 1 71 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
408396 Bacteria_16S 2038295 2038365 1 a gi|219878169|ref|NR_025308.1| Virgibacillus proomii 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

408396 Bacteria_16S 2047681 2047751 1 71 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408396 Bacteria_16S 2061511 2061581 1 TE gi| 219878149 |ref|NR_025288.1]| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
408396 Bacteria_16S 2070648 2070718 1 71 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

408396 Bacteria_16S 2119438 2119508 1 71 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

408396 Bacteria_16S 2190597 2190667 1 71 gi| 219857605 |ref|NR_025193.1] Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

408396 Bacteria_16S 2225259 2225329 1 71 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408396 Bacteria_16S 2226820 2226890 1 71 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408396 Bacteria_16S 2266637 2266707 1 71 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

408396 Bacteria_16S 2312090 23121601 71 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

408396 Bacteria_16S 2339179 2339249 1 71 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
408396 Bacteria_16S 2345289 2345359 1 71 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408396 Bacteria_16S 2415306 2415376 1 71 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

408396 Bacteria_16S 2431883 2431953 1 71 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408396 Bacteria_16S 2573926 2573996 1 71 gi|219857285|ref|NR_024916.1| Desulfovibrio 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 


2573428 257495 


7 Desulfovibrio 


aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 
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408396 Bacteria_16S 


Proteobacteria; 


strain DSM 20748 


Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

408396 Bacteria_16S 3372956 3373013 7 64 gi|219846668|ref|NR_026260.1 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 337395 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 

408396 Bacteria_16S 3379079 3379149 1 71 gi|219846663|ref|NR_026255.1 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 338009 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Des 
Desulfovibrio. 

408396 Bacteria_16S 3520876 3520946 1 71 gi| 219846562 |ref|NR_026154.1 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 352188 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; P 
Pelobacter. 

408396 Bacteria_16S 3539199 3539269 1 71 gi|219846550|ref|NR_026142.1 


Firmicu 
408396 Bacteria_ 
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bacillus. 
219856873 
quence 


16S 2788843 2788913 1 71 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
16S 2874147 2874217 1 71 gi 
n ATCC53909 16S ribosomal RNA, partial 
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ref |NR_026267.1 
41 Salimicrobium 


16S 2606229 2606299 1 71 gi|219857264|ref|NR_024895.1| Desulfovibrio 

n HDv 16S ribosomal RNA, partial sequence 2605722 2607261 Desulfovibrio burkinensis 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
16S 2627835 2627905 1 71 gi|219857246|ref|NR_024876.1| Gracilibacillus 

in NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
tes; Bacillales; Bacillaceae; Gracilibacillus. 
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strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 
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Bacillales; 


Bacillaceae; Bacillus. 


408396 Bacteria_16S 
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Firmicutes; Bacil 
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408396 Bacteria_16S 


strain MB 1871 16 
Firmicutes; Bacil 
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acteria; Gammaproteobacteria; Cardioba 
3885938 3886008 1 71 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 
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gi 
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ribosomal RNA, partial sequence 
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2733374 2733443 1 70 gi 
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eltaproteobacteria; Desulfovibrionales; Desulfov 

4105275 4105345 1 71 gi|219846149 
S ribosomal RNA, partial sequence 4104804 41063 
lales; Paenibacillaceae; Paenibacillus. 

4132649 4132719 1 71 gi|219846125 
S ribosomal RNA, partial sequence 4132144 41336 
lales; Bacillaceae; Halobacillus. 

4198539 4198609 1 71 gi| 219846076 
KCTC 3748 16S ribosomal RNA, partial sequence 
a; Firmicutes; Bacillales; Paenibacillaceae; Pae 

4209096 4209166 1 TE gi| 219846069 
SF-20 16S ribosomal RNA, partial sequence 42085 
tes; Bacillales; Bacillaceae; Lentibacillus. 

4212153 4212223 1 71 gi| 219846067 
bosomal RNA, complete sequence 4211641 42131 
lales; Bacillaceae; Geobacillus. 

362214 362283 1 70 gi| 265678813 
ribosomal RNA, partial sequence 361716 36321 
eltaproteobacteria; Desulfovibrionales; Desulfov 

891248 891309 7 68 gi| 265678450 

ribosomal RNA, partial sequence 890778 89219 
ridia; Halanaerobiales; Halobacteroidaceae; Oren 

977591 977660 1 70 gi| 265678392 
n GC-42 16S ribosomal RNA, partial sequence 
ria; Chloroflexi; Herpetosiphonales; Herpetosiph 

2189038 2189107 1 70 gi| 219857606 
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408396 Bacteria_16S 2960592 2960661 1 70 gi| 219856816 |ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

408396 Bacteria_16S 3428773 3428842 1 70 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

408396 Bacteria_16S 3657905 36579741 70 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
408396 Bacteria_16S 3659462 3659531 1 70 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
408396 Bacteria_16S 3950788 3950857 1 70 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

408396 Bacteria_16S 4028240 4028309 1 70 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

408396 Bacteria_16S 4029789 4029858 1 70 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

408396 Bacteria_16S 4178863 4178932 1 70 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

408396 Bacteria_16S 839960 840024 7 71 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

408396 Bacteria_16S 1268470 1268538 1 69 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 

408396 Bacteria_16S 2904628 2904695 1 68 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

408396 Bacteria_16S 3771955 3772025 1 71 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

408396 Bacteria_16S 3773429 3773499 1 71 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
408396 Bacteria_16S 15461 15528 1 68 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

408396 Bacteria_16S 53608 53675 1 68 gi|265679028|ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
408396 Bacteria_16S 68649 68716 1 68 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

408396 Bacteria_16S 70131 70198 1 68 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

408396 Bacteria_16S 89515 89582 1 68 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

408396 Bacteria_16S 91008 91075 L 68 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

408396 Bacteria_16S 104957 105024 1 68 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
408396 Bacteria_16S 112545 112612 1 68 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

408396 Bacteria_16S 117244 117311 1 68 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 


ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


408396 Bacteria_16S 141563 141630 1 68 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

408396 Bacteria_16S 143046 143113 1 68 gi| 265678967 |ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

408396 Bacteria_16S 153657 153724 1 68 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

408396 Bacteria_16S 182586 182653 1 68 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 219689 219759 1 71 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

408396 Bacteria_16S 245643 245710 1 68 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

408396 Bacteria_16S 257714 257781 1 68 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
408396 Bacteria_16S 262098 262165 1 68 gi| 265678885 |ref|NR_029191.1]| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

408396 Bacteria_16S 275749 275816 1 68 gi| 265678876 |ref|NR_029182.1| Helicobacter bilis 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

408396 Bacteria_16S 295523 295590 1 68 gi|265678863|ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

408396 Bacteria_16S 330469 330536 1 68 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
strain CC-1 16S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

408396 Bacteria_16S 332160 332227 1 68 gi|265678839|ref|NR_029144.1]| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

408396 Bacteria_16S 428059 428126 1 68 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

408396 Bacteria_16S 524569 524636 1 68 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

408396 Bacteria_16S 552124 552191 1 68 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

408396 Bacteria_16S 573365 573432 1 68 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

408396 Bacteria_16S 579260 579327 1 68 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

408396 Bacteria_16S 582363 582430 1 68 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

408396 Bacteria_16S 607929 607996 1 68 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

408396 Bacteria_16S 623130 623197 1 68 gi|265678636|ref|NR_028941.1| Corynebacterium 


aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
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408396 Bacteria_16S 1304524 1304591 1 68 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 
408396 Bacteria_16S 1313567 1313634 1 68 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
408396 Bacteria_16S 1324432 1324499 1 68 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 
408396 Bacteria_16S 1450362 1450429 1 68 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
408396 Bacteria_16S 1500242 1500309 1 68 gi|219846622|ref|NR_026214.1| Corynebacterium 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 
408396 Bacteria_16S 1506064 1506131 1 68 gi|219846365|ref|NR_025956.1| Thermoanerobacter 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
408396 Bacteria_16S 1692893 1692960 1 68 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
408396 Bacteria_16S 1770535 1770602 1 68 gi|219878357|ref|NR_025496.1| Corynebacterium 
felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
felinum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
408396 Bacteria_16S 1855719 1855786 1 68 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
408396 Bacteria_16S 1858686 1858753 1 68 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
408396 Bacteria_16S 1934785 1934852 1 68 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
strain CHO01A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
408396 Bacteria_16S 1953097 1953164 1 68 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
408396 Bacteria_16S 1972564 1972631 1 68 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
408396 Bacteria_16S 2030651 2030718 1 68 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
408396 Bacteria_16S 2036741 2036808 1 68 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
408396 Bacteria_16S 2195060 2195127 1 68 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
408396 Bacteria_16S 2223718 2223785 1 68 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 
408396 Bacteria_16S 2235992 2236059 1 68 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 
408396 Bacteria_16S 2261996 2262063 1 68 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
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408396 Bacteria_16S 3430260 3430327 1 68 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

408396 Bacteria_16S 3431631 3431698 1 68 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

408396 Bacteria_16S 3433080 3433147 1 68 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

408396 Bacteria_16S 3434438 3434505 1 68 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

408396 Bacteria_16S 3435869 3435936 1 68 gi|219846619|ref|NR_026211.1| Corynebacterium auris 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

408396 Bacteria_16S 3475434 3475501 1 68 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

408396 Bacteria_16S 3476961 3477028 1 68 gi| 219846591 |ref|NR_026183.1| Rhodococcus 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

408396 Bacteria_16S 3482905 3482972 1 68 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 3489140 3489207 1 68 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

408396 Bacteria_16S 3634971 3635038 1 68 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
408396 Bacteria_16S 3647157 3647224 1 68 gi|219846473|ref|NR_026065.1| Helicobacter salomonis 
strain Inkinen 16S ribosomal RNA, partial sequence 3646715 3648155 Helicobacter salomonis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

408396 Bacteria_16S 3653319 3653386 1 68 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

408396 Bacteria_16S 3662523 3662592 1 70 gi|219846463|ref|NR_026055.1] Colwellia 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequence 3662041 3663526 Colwellia 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
408396 Bacteria_16S 3697331 3697398 1 68 gi|219846438|ref|NR_026029.1| Helicobacter trogontum 
strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter trogontum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

408396 Bacteria_16S 3796083 3796152 1 70 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

408396 Bacteria_16S 3802085 3802152 1 68 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
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ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

6S 225605 225671 2 68 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 

ibosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
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rales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

6S 297078 297144 2 68 gi| 265678862 |ref|NR_029168.1| Mycobacterium terrae 

ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

6S 333690 333756 2 68 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 

16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 

acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
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408396 Bacteria_16S 518475 518545 1 71 gi|265678706|ref|NR_029011.1| Photorhabdus 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Photorhabdus. 

408396 Bacteria_16S 526112 526182 1 PL gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

408396 Bacteria_16S 530691 530757 2 68 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

408396 Bacteria_16S 532168 532238 1 71 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408396 Bacteria_16S 538330 538396 2 68 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

408396 Bacteria_16S 544383 544449 2 68 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

408396 Bacteria_16S 545944 546014 1 71 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

408396 Bacteria_16S 577866 577936 1 71 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

408396 Bacteria_16S 580804 580870 2 68 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

408396 Bacteria_16S 604876 604946 1 TL gi|265678648|ref|NR_028953.1| Saccharospirillum 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 
Saccharospirillum. 

408396 Bacteria_16S 606423 606493 1 71 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

408396 Bacteria_16S 609493 609563 1 71 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

408396 Bacteria_16S 615710 615780 1 Td gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
408396 Bacteria_16S 617280 617346 2 68 gi| 265678640 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 61679 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacterium. 

408396 Bacteria_16S 624688 624754 2 68 gi| 265678635 
strain E846 16S ribosomal RNA, partial sequence 624219 62572 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
408396 Bacteria_16S 627840 627910 1 71 gi| 265678633 
strain M11 16S ribosomal RNA, partial sequence 627341 62884 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
408396 Bacteria_16S 644687 644757 1 71 gi| 265678621 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

408396 Bacteria_16S 662614 662684 1 71 gi| 265678607 
strain 279-56 16S ribosomal RNA, partial sequence 662137 66364 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
cloacae complex. 

408396 Bacteria_16S 676386 676452 2 68 gi| 265678598 
strain NGA 16S ribosomal RNA, partial sequence 675861 67745 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaero 
408396 Bacteria_16S 689947 690017 1 71 gi| 265678589 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 69096 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
408396 Bacteria_16S 691499 691569 1 71 gi| 265678588 


warmboldiae strai 


n NSW 326 


ibrio. 
ref|NR_028945.1 
5 618320 Mycoba 
nebacterineae; M 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


ref |NR_028940.1 
5 Mycobacterium 


Mycobacterium palustre 
palustre Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref |NR_028938.1| Morganella morganii 

2 Morganella morganii Bacteria; 
teriaceae; Morganella. 

ref|NR_028926.1| Vibrio lentus strain 

o lentus Bacteria; Proteobacteria; 


ref|NR_028912.1] Enterobacter cloacae 
7 Enterobacter cloacae Bacteria; 
teriaceae; Enterobacter; Enterobacter 


Anaerobaculum mobile 
mobile Bacteria; 


ref |NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_028894.1| Citrobacter freundii 
3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 


16S ribosomal RNA, partial sequence 


ref|NR_028893.1| Buttiauxella 
691014 692520 Buttiauxella 


warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


408396 Bacteria_16S 709185 709255 1 71 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
408396 Bacteria_16S 710743 710813 1 71 gi|265678575|ref|NR_028880.1| Moritella viscosa 
strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 
408396 Bacteria_16S 712275 712341 2 68 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408396 Bacteria_16S 716938 717008 1 vg gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
408396 Bacteria_16S 721581 721651 1 va gi|265678567|ref|NR_028871.1| Photorhabdus temperata 
strain XINach 16S ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
408396 Bacteria_16S 723167 723237 1 71 gi|265678566|ref|NR_028870.1| Photorhabdus 
luminescens subsp. laumondii strain TT0O1 16S ribosomal RNA, partial sequence 722663 724202 
Photorhabdus luminescens subsp. laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
408396 Bacteria_16S 724750 724820 1 71 gi|265678565|ref|NR_028869.1| Photorhabdus 
luminescens subsp. akhurstii strain FRGO4 16S ribosomal RNA, partial sequence 724253 725774 
Photorhabdus luminescens subsp. akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
408396 Bacteria_16S 727857 727927 1 al gi|265678563|ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
408396 Bacteria_16S 730799 730869 1 71 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 
408396 Bacteria_16S 735320 735390 1 71 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
408396 Bacteria_16S 763318 763388 1 71 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
408396 Bacteria_16S 766435 766505 1 71 gi| 265678535 |ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
408396 Bacteria_16S 769441 769511 1 71 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
408396 Bacteria_16S 770973 771043 1 TL gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 771983 Cellvibrio japonicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
408396 Bacteria_16S 777205 777271 2 68 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
408396 Bacteria_16S 787939 788009 1 71 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 
strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga alcalica Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 
408396 Bacteria_16S 791038 791108 1 rd gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 
408396 Bacteria_16S 810947 811013 2 68 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
408396 Bacteria_16S 818520 818590 1 ret gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
strain 12993 16S ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 
408396 Bacteria_16S 820025 820095 1 71 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 
strain 256 16S ribosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 
408396 Bacteria_16S 844504 844574 1 71 gi|265678483|ref|NR_028786.1| Samsonia erythrinae 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 845502 Samsonia erythrinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Samsonia. 
408396 Bacteria_16S 859589 859659 1 7k gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
408396 Bacteria_16S 902041 902111 1 71 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
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Vibrio coralliilyticus 


1134932 1136396 Vibrio coralliilyticus Bacteria; 


408396 Bacteria_16S 1152119 1152189 1 71 gi| 253680755 
strain JT7304 16S ribosomal RNA, partial sequence 1151622 11530 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromona 
408396 Bacteria_16S 1153536 1153606 1 71 gi| 253680754 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; P 
408396 Bacteria_16S 1155099 1155169 1 71 gi| 253680753 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 11561 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
408396 Bacteria_16S 1171824 1171890 2 68 gi| 228719312 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 11713 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Syn 
Dethiosulfovibrio. 

408396 Bacteria_16S 1174888 1174958 1 71 gi| 228718578 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 11758 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

408396 Bacteria_16S 1185381 1185451 1 71 gi|228716090 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
408396 Bacteria_16S 1186892 1186962 1 TL gi| 228716058 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
408396 Bacteria_16S 1188403 1188473 1 FL gi|228716012 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
408396 Bacteria_16S 1189914 1189984 1 71 gi| 228715942 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
408396 Bacteria_16S 1211199 1211269 1 71 gi| 224581438 
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hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oce 
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ref|NR_027219.1 


acea 
ref 


e; Halomonas 
NR_025420.1 


acea 
ref 


e; Cellvibri 
NR_025419.1 


aceae; Cellvibri 
ref|NR_025000.1 
18 1251238 Mycoba 
nebacterineae; M 


ref |NR_024822. 
1254345 12558 

revibacillus. 

ref |NR_024632.1 


4 


ibrio; 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_025990.1 
fonema magnum Ba 
fonema. 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_026093.1 
Coriobacteri 
NR_027551.1 

129190 
Alteromonada 


ae; 
ref 
nce 
ia; 


ref |NR_025122.1 


Psychromonas kaikoae 


67 Psychromonas kaikoae Bacteria; 
Psychromonas. 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Halomonas 

8 Halomonas 

Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 

Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Brevibacillus 
5 Brevibacillus 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Desulfonema magnum DSM 
cteria; Proteobacteria; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Marinobacter 

4 1293412 Marinobacter 

les; Alteromonadaceae; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


ref|NR_025726.1 


Nocardia alba strain 


1325499 1326944 Nocardia alba Bacteria; 


Corynebacterineae; Nocardiaceae; Nocardia. 


408396 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


408396 Bacteria_16S 
somal RNA, partial sequence 1342254 1343799 Ferri: 


DSM 9799 16S ribo 
Proteobacteria; G 


408396 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


408396 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


408396 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


408396 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


408396 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


408396 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


408396 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


408396 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


408396 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


408396 Bacteria_16S 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


408396 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


408396 Bacteria_16S 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


408396 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


408396 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 
408396 
subsp. 
subsp. 
408396 
strain 


smithia st 
smithia Ba 


LMG 21880 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408396 Bacteria_16S 1633462 1633532 1 71 gi|219878454 
litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromona 
408396 Bacteria_16S 1635037 1635107 1 71 gi| 219878453 
maitriensis strain S1 16S ribosomal RNA, partial sequence 16345 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
408396 Bacteria_16S 1636499 1636569 1 71 gi| 219878452 


R-16300 16S ribos 
Bacillales; Bacil 


408396 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


408396 Bacteria_16S 


Bacteria_16S 


Bacteria_16S 


ammaproteobacteria; Alteromonadales; F 
1350452 1350518 2 68 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1354996 1355066 1 71 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


er 


al 
ar 
1377637 1377707 1 71 gi 


7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


ce 
na 


1404517 1404587 1 71 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1412018 1412088 1 71 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1419606 1419676 1 71 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1441284 1441354 1 71 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1459246 1459316 1 TE gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1462351 14624211 71 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1475933 1475999 2 68 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1513638 1513708 1 71 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1521119 1521185 2 68 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 


gi 


Oc 


se 


en 
11 


E 


en 
na 


1 


v 


™p 


ia 
ae 


1553073 1553143 1 71 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1562027 1562097 1 71 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1570979 1571049 1 71 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1630375 1630445 1 71 gi 


E 


ue 
ac 


al 
te 


omal RNA, partial sequence 
laceae; Bacillus. 

1637990 1638060 1 
omal RNA, partial sequence 
laceae; Bacillus. 


71 gi 


1328943 1329013 1 71 gi| 219846090 
5 16S ribosomal RNA, partial sequence 13284 
tes; Clostridia; Clostridiales; Veillonellaceae; 
1342765 1342835 1 71 gi| 228721107 


228720546 
1349993 13514 


228720264 
mmaproteob 


228717562 


219857153 
1404010 14055 
ystineae; 
224581450 
1411537 1 


224581445 
14191061 


224581427 
224581413 
1458766 1 


224581411 


219878119 
1513128 15146 


219857610 


219857220 


219846143 


219878156 


219878456 
16S ribosomal RNA, partial sequence 1629885 16313 


1636012 1637452 Bacil 


219878451 
1637503 1638932 Bacil 


rimonada 


es; Cory 


tial seq 


13771 
dales; 


4130 
udoalter 


4206 


ce 14407 


us. 


4602 


nterobac 


ce 14618 
dales; 


sequence 
Actinomy 
lex (MAC 


1 sequen 
Actino: 


, 


15525 
nterobac 


nce 
eae; Ano 

sequenc 
ria; Aer 


Alter 


Alter 
219878445 


neba 
ref 

uenc 
acte 


cterineae; 
NR_027590.1 
e 135446 
ria; Vibrio 


ref|NR_027564.1 
67 1378635 Tered 
omonadales 
ref|NR_024781.1 


; Ha 
ref 


liangiaceae; 


NR_027234.1 


omon 
ref 


adaceae; Al 
NR_027227.1 


ref|NR_027209.1 
88 1442278 Filob 
ref|NR_027194.1 
teriaceae; Xeno 
ref |NR_027192.1 
62 1463368 Marin 
omonadaceae 
ref|NR_025584.1 

1475465 147693 
cetales; Coryneb 
\e 


ref|NR_025258.1 


ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref |NR_024848.1 
80 1554073 Provi 
teriaceae; Provi 
ref |NR_025733.1 

1561538 156291 
xybacillus. 
ref |NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025595.1 


ref |NR_025593.1 

1632974 163447 
dales; Aeromona 
ref|NR_025592.1 
30 1635961 Planoc 


ref 
lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


1645672 1645742 1 71 


gi 


219878446 


ref|NR_025585.1 


n 


i 
g 


a 


fe) 
i 


d 


d 


ref|NR_025680.1| Dialister invisus DSM 
39 1329962 Dialister invisus DSM 15470 
Dialister. 

ref|NR_027602.1| Ferrimonas balearica 

monas balearica DSM 9799 Bacteria; 

ceae; Ferrimonas. 

ref|NR_027594.1| Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
G 


ordoniaceae; Gordonia. 
Salinivibrio costicola 

9 1355953 Salinivibrio 

ales; Vibrionaceae; 


Teredinibacter 
nibacter turnerae T7901 


enera incertae sedis; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 
g 


icola. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Filobacillus 
cillus milosensis 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 
r 


habdus. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Nocardia 
6 Nocardia 
ebacterineae; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Anoxybacillus 
3 Anoxybacillus 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Aeromonas simiae 


strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


408396 Bacteria_ 


galactosidilyticu 
galactosidilyticu 


408396 Bacteria_ 


CAIM 629 16S ribo 
Gammaproteobacter 


408396 Bacteria_ 
strain 75-80 16S 
Proteobacteria; 

408396 Bacteria_ 


macmurdoensis str 
macmurdoensis Bac 


408396 Bacteria_ 


strain Albert 199 
G 


Proteobacteria; 
408396 Bacteria_ 


strain 888-76 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


408396 Bacteria_ 


strain 4-1 16S ribosomal RNA, partial sequence 
Bacillales; 
408396 Bacteria_16S 

rifietoensis stra 
Firmicu 
408396 Bacteria_16S 
ostraviensis stra 
ostraviensis Bact 


Firmicutes; 


Bacteria; 


Cellvibrio. 


408396 Bacteria_16S 
CAIM 578 16S ribo 
Gammaproteobacter 
408396 Bacteria_16S 
strain OSBAC1 16S 
G 
408396 Bacteria_16S 


Proteobacteria; 


strain DSM 44222 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
408396 Bacteria_16S 
moriokaense strai 
moriokaense Bacte 


Mycobacteriaceae; 


408396 Bacteria_16S 


strain LMG 18422 
Firmicutes; 


strain KMM 1376 1 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


strain LMG 20362 
Proteobacteria; 


strain LMG 2096 
Proteobacteria; 


Proteobacteria; 


Gammaproteobacter 


G 


Bacil 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 
strain 2825 16S r 
G 
408396 Bacteria_16S 
strain SPR2 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
408396 Bacteria_16S 
halodurans strain 
Proteob 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 
R-3712 16S riboso: 
Gammaproteobacter 
408396 Bacteria_16S 
LMG 19999 16S rib 
G 
408396 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 


16S 1651675 1651745 1 | gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; 
16S 1657816 1657886 1 71 gi| 219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 1659371 1659441 1 71 gi| 219878435 
ribosomal RNA, partial sequence 1658880 16603 
ammaproteobacteria; Vibrionales; Vibrionaceae; 
16S 1660916 1660986 1 71 gi| 219878434 
ain CMS 2lw 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Bacillales; Planococcaceae; 

16S 1667051 16671211 71 gi| 219878430 
82 16S ribosomal RNA, partial sequence 16665 
ammaproteobacteria; Enterobacteriales; Enterobac 
16S 1671656 1671726 1 71 gi| 219878427 
1671187 16725 
Enterobac 
gi| 219878418 
1684753 16861 


219878441 
pa 


16S 1685233 1685303 1 71 

Bacillaceae; Bacillus. 
1689782 1689852 1 TL 
in M8 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; Plano 
1691322 1691392 1 71 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


219878414 
nce 16892 
coccus. 

219878413 
1 sequence 
ria; 


gi 
seque 


1699087 1699157 1 71 gi| 219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1708267 1708337 1 71 gi| 219878402 
ribosomal RNA, partial sequence 1707781 17092 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
1727988 1728054 2 68 gi| 219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
nebacterin 
219878387 
sequence 
Actinomyc 


1731037 1731103 2 68 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1752391 1752461 1 71 gi| 219878372 
16S ribosomal RNA, partial sequence 1751903 17534 
lales; Bacillaceae; Bacillus. 
1755499 1755569 1 71 gi| 219878369 
6S ribosomal RNA, partial sequence 1755010 17565 
ammaproteobacteria; Oceanospirillales; Halomonad 
1757070 1757140 1 71 gi| 219878367 
ibosomal RNA, partial sequence 1756574 17580 
ammaproteobacteria; Alteromonadales; Psychromona 
1758593 1758659 2 68 gi| 219878366 
ibosomal RNA, partial sequence 1758120 17596 
nebacterin 
219878360 
ence 17655 


1766042 17661121 71 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromatiales; Ecto 
1776521 1776591 1 71 gi| 219878352 
16S ribosomal RNA, partial sequence 1776030 17774 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
1784066 1784136 1 71 gi| 219878347 
9 16S ribosomal RNA, partial sequence 17835 
ammaproteobacteria; Oceanospirillales; Halomonad 
1791629 1791699 1 Fi gi| 219878341 
mal RNA, partial sequence 1791138 1792572 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1793103 1793173 1 71 gi| 219878340 
osomal RNA, partial sequence 1792623 17941 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
1794658 1794728 1 71 gi| 219878339 
1794167 1795601 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


rtial se 


G 


P 


Pseud 


ref 
quen 
Bac 
ref 
°o fo 


NR_025580.1 
ce 165119 
illus. 
NR_025575.1 
rtis Bacteri 
ref|NR_025574.1 
rimontia. 
ref|NR_025573.1 

1660434 166191 
aenisporosarcina 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 


teri 
ref 


aceae; Enter 
NR_025557.1 


ref|NR_025553.1 
86 1690816 Planoc 


ref |NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref 
O° po 


NR_025547.1 
meroyi Bacte 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 
1730570 173206 
etales; Coryneba 


ref|NR_025511.1 


ref|NR_025508.1 
aceae; Halomonas 
ref|NR_025506.1 
69 Psychromonas 
daceae; Psychrom 
ref|NR_025505.1 


eae; Gordoniacea 
ref|NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025491.1 


ibrio. 
ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref |NR_025480.1 
o chagasii Bacte 


ref|NR_025479.1 


ibrio. 


Bacillus 
2 1652677 Bacillus 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Sporosarcina 
6 Paenisporosarcina 

Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


48 Enterobacter cowanii Bacteria; 


obacter. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Cellvibrio 
5 Cellvibrio 


domonadaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Rheinheimera baltica 


baltica Bacteria; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Psychromonas profunda 


profunda Bacteria; 


onas. 
Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Halomonas muralis 

nas muralis Bacteria; 
Vibrio chagasii strain 

ria; Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 


ref|NR_025478.1 
o xuii Bacteria; 


Proteobacteria; 


408396 Bacteria_16S 1796143 1796213 1 a it gi| 219878338 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 17971 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
408396 Bacteria_16S 1797697 1797767 1 71 gi| 219878337 
strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 17986 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
408396 Bacteria_16S 1802278 1802348 1 TL gi| 219878334 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequen 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bac 
408396 Bacteria_16S 1808470 1808540 1 71 gi| 219878330 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Pla 
408396 Bacteria_16S 1809970 1810036 2 68 gi| 219878329 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 18109 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
408396 Bacteria_16S 1842118 1842188 1 71 gi| 219878307 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 18431 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408396 Bacteria_16S 1860221 1860291 1 71 gi| 219878294 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequenc 
stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alte 
Alteromonas. 

408396 Bacteria_16S 1861762 1861832 1 71 gi| 219878293 


strain ME102 16S 


Proteobacteria; G 


408396 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


408396 Bacteria_16S 


canadensis strain 
canadensis Bacter 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1863269 1863339 1 71 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1864851 1864921 1 71 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


1861284 18627 


Oleiphila 
219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


Chromohalobacter. 
408396 Bacteria_16S 
strain DSM 11713 
Firmicutes; Bacil 
408396 Bacteria_16S 
psychrotolerans s 
psychrotolerans B 
408396 Bacteria_16S 
strain DSM 12654 
Firmicutes; Bacillales; 
408396 Bacteria_16S 


strain 2674 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; M 


408396 Bacteria_16S 


strain 2693 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; M 


408396 Bacteria_16S 
strain LMG 18435 
Firmicutes; Bacillales; 
408396 Bacteria_16S 

strain LMG 17489 
Firmicutes; Bacillales; 
408396 Bacteria_16S 

strain BM5 16S ri 
Proteobacteria; G 


408396 Bacteria_16S 1974139 1974209 1 71 gi| 219878212 
strain 581 16S ribosomal RNA, partial sequence 1973642 19751 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

408396 Bacteria_16S 1988231 1988301 1 71 gi| 219878203 
strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
408396 Bacteria_16S 1989779 1989849 1 FL gi| 219878202 
proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequenc 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Ent 
Serratia. 

408396 Bacteria_16S 1991327 1991397 1 71 gi|219878201 
strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 19923 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
408396 Bacteria_16S 1992870 1992940 1 71 gi| 219878200 


lales; 


acteria; 


1891001 1891071 1 


Bacillaceae; 
1892522 1892592 1 


train DSM 11706 16S ribosomal 
Bacillales; 


Firmicutes; 
1911814 1911884 1 


Planococcaceae; 
1928760 1928830 1 


1930296 1930366 1 


1940788 1940858 1 


Bacillaceae; 
1945497 1945567 1 


Bacillaceae; 
1966733 1966803 1 


a 


16S ribosomal RNA, partial sequence 1890504 18919 
Bacillus. 


71 


71 


16S ribosomal RNA, partial sequence 1911333 19128 


Ureibac 
71 


PE 


74 


16S ribosomal RNA, partial sequence 1940300 19418 
Bacillus. 


71 


16S ribosomal RNA, partial sequence 1945009 19464 
Bacillus. 


71 


bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 


gi|219878270 


219878269 
tial seque 
laceae; Ba 
219878255 


gi 
RNA, par 
Bacil 


gi 


illus. 

gi|219878242 

1928261 19297 
oritellace 
gi|219878241 
1929813 19313 
oritellace 


gi|219878234 


gi|219878231 


gi|219878217 
1966261 19677 
matiaceae; 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref |NR_025432.1 


ceae; Oleiphilus 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref |NR_025430.1 

1864353 186588 
pirillales; Halo 


ref |NR_025409.1 


ref 
nce 
cillus. 
ref |NR_025394.1 
21 Ureibacillus 


NR_025408.1 
189204 


ref |NR_025381.1 


Moritella. 
NR_025380.1 


ae; 
ref 


Moritella. 
NR_025373.1 


ae; 
ref 


ref|NR_025370.1 


ref|NR_025356.1 


Thi 
ref 


ocapsa. 
NR_025351.1 


ref |NR_025342.1 
teriaceae; Tatum 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 


ref |NR_025340.1 


teriaceae; Serra 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 
ibrio. 
ref|NR_025473.1| Bacillus 
ce 1801788 1803290 Bacillus 
illus. 
ref|NR_025469.1] Planococcus 

1807983 1809461 Planococcus 
nococcus. 
ref|NR_025468.1| Gordonia westfalica 
89 Gordonia westfalica Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Ureibacillus terrenus 


terrenus Bacteria; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 


ref|NR_025339.1 


Serratia fonticola 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


tia. 


408396 Bacteria_16S 


strain DSM 12358 
Proteobacteria; 


strain DSM 4594 1 
Proteobacteria; 


strain DSM 30118 
Proteobacteria; 


proteus strain 42 
Bacteria; 


strain 81H-380. 
Proteobacteria; 


1 


strain Eb 13/82 1 
Proteobacteria; 


strain $3/2-161 1 
Proteobacteria; 


strain S1/1-984 1 
Proteobacteria; 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


408396 Bacteria_16S 
strain S$1/6-571 16S ribosomal RNA, partial sequence 2009346 20 


G 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 
DSM 5563 16S ribo 
Gammaproteobacter 
408396 Bacteria_16S 


Proteob 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 


1994418 1994488 1 71 


gi 
ammaproteobacteria; Enterobacteriales; 
1995953 1996023 1 71 gi 


ammaproteobacteria; Enterobacteriales; 
1997498 1997568 1 71 gi 


ammaproteobacteria; Enterobacteriales; 
1999037 1999107 1 71 gi 


Enterobacteriales; Enterobacteriac 
2000571 2000641 1 71 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 

2002107 2002177 1 7 gi 


ia; 


ammaproteobacteria; Enterobacteriales; 
2003639 2003709 1 71 gi 


ammaproteobacteria; Enterobacteriales; 
2005184 2005254 1 72 gi 


ammaproteobacteria; Enterobacteriales; 
2006730 2006800 1 71 gi 


ammaproteobacteria; Enterobacteriales; 
2008274 2008344 1 71 gi 
n DSM 9390 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 


2009833 2009903 1 71 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


408396 Bacteria_16S 


strain DSM 176 16 
Proteobacteria; 


strain LMG 317541 
Proteobacteria; 


carotovorum subsp 


Pectobacterium carotovorum subsp. odori 


Enterobacteriales 


408396 Bacteria_16S 


strain DSM 169 16 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 
408396 Bacteria_16S 2049245 2049315 1 71 gi| 219878159 |ref|NR_025298.1 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 205026 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Ana 
408396 Bacteria_16S 2052355 2052421 2 68 gi| 219878157 |ref|NR_025296.1 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 205339 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 

408396 Bacteria_16S 2085994 2086060 5 71 gi|219878132|ref|NR_025271.1 
strain T9 16S ribosomal RNA, partial sequence 2085504 20870 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcaniv 
408396 Bacteria_16S 2090446 2090512 2 68 gi| 219878129 |ref|NR_025268.1 
heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 209143 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Mycobacteriaceae; Mycobacterium. 

408396 Bacteria_16S 2095087 2095157 1 71 gi|219878125|ref|NR_025264.1 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 20961 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408396 Bacteria_16S 2101145 2101215 1 71 gi|219878121|ref|NR_025260.1 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 21021 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
408396 Bacteria_16S 2111838 2111904 2 68 gi|219857660|ref|NR_025249.1 


pinnipedii strain 6482 16S ribosomal RNA, partial sequence 


G 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 


2024704 20247741 
S ribosomal RNA, 
ammaproteobacteria; Chromatiales; Chro 
2026262 2026332 1 71 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2027705 2027775 1 | gi 
odoriferum strain LMG 17566 16S ribo 


71 gi 


; Enterobacteriaceae; Pectobacterium. 


2029240 2029310 1 71 gi 
S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1993927 19 


6S ribosomal RNA, partial sequence 1995493 19 


16S ribosomal RNA, partial sequence 1997016 19 


somal RNA, partial sequence 1998561 2000045 Pr 


6S ribosomal RNA, partial sequence 2001636 20 


6S ribosomal RNA, partial sequence 2003168 20 


6S ribosomal RNA, partial sequence 2004699 20 


6S ribosomal RNA, partial sequence 2006247 20077 


complete sequence 2024259 20 


ferum Bacteria; 


2028754 20 


219878199 
954 
Enterobac 
219878198 
969 
Enterobac 
219878197 
985 
Enterobac 
219878196 
agi 
eae; Pragi 
219878195 
20000 
cteriales; 
219878194 
031 
Enterobac 
219878193 
046 
Enterobac 
219878192 
061 
Enterobac 
219878191 


ref 


teri 
ref 


aceae; 


teri 
ref 


aceae; 


teri 
ref 
a fo 
As 

ref 


aceae; 


Ent 
ref 


teri 
ref 


aceae; 


teri 
ref 
96 Buttiauxella 
teriaceae; 
ref 
41 Buttiauxella 
teriaceae; 
ref 

2007792 20092 
bacteriales; 


aceae; 


Enterobac 
219878190 
sequence 

ia; Entero 


, 


219878189 
108 
Enterobac 
219878179 
257 
matiaceae; 
219878178 
20257 
omonadacea 
219878177 
somal RNA, 


ref 
50 Buttiauxella 
teriaceae; 
ref 
Isochromati 
ref 
59 2027165 Ae 
e; Aeromonas. 
ref 
par 


um. 


tial seq 


219878176 
301 


ref 


NR_025338.1 
42 Serratia entomophila Bacteria; 
Serr 
NR_025337.1 
65 Rahnella aquatilis Bacteria; 
Rahn 
NR_025336.1 
10 Proteus vulgaris Bacteria; 
Prot 
NR_025335.1 
ntium Bacte 


NR_025334.1 
96 2001585 Obesu: 
erobacteria 
NR_025333.1 
17 Leminorella grimontii Bacteria; 
Lemi 
NR_025332.1 
48 Budvicia aquatica Bacteria; 
Budv 
NR_025331.1 


Butt 
NR_025330.1 


Butt 
NR_025329.1 


En 
NR_025328.1 


Butt 
NR_025318.1 
08 Isochromatium 


NR_025317.1 
romo 


NR_025316.1 
uen 
Proteobacteria; Gammaproteobacteria; 


NR_025315.1 
44 Chromatium okenii Bacteria; 


a 


e 


e 


r 


Cc 


n 


i 


i 


i 


9 
6 


a 


Cc 


Serratia entomophila 


tia. 
Rahnella aquatilis 


lla. 
Proteus vulgaris 


us. 
Pragia fontium strain 


ia; Proteobacteria; 


Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


orella. 
Budvicia aquatica 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Isochromatium buderi 
buderi Bacteria; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Pectobacterium 
e 2027216 2028703 


Chromatium okenii 


Anaeroarcus 
3 Anaeroarcus 
eroarcus. 
Mycobacterium 
1 Mycobacterium 
terineae; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 
Mycobacterium 

7 Mycobacterium 

ebacterineae; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 


Mycobacterium 


2111381 2112761 Mycobacterium pinnipedii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium; My 


cobacterium tuberculosis complex. 


408396 Bacteria_16S 
strain TF-9 16S r 
Firmicutes; Bacil 
408396 Bacteria_16S 
elongatus strain 
elongatus Bacteria; 
Microbulbifer. 
408396 Bacteria_16S 
DSM 4568 16S ribo 
Gammaproteobacteria; 
408396 Bacteria_16S 
strain TF-12 16S 
Firmicutes; Bacil 
408396 Bacteria_16S 
strain TF-11 16S 
Firmicutes; Bacil 
408396 Bacteria_16S 
africanum strain 
africanum Bacteri 
Mycobacteriaceae; 
408396 Bacteria_16S 


a; 


scrofulaceum strain ATCC 


Mycobacteriaceae; 
408396 Bacteria_16S 
poriferae strain 
poriferae Bacteria; 
Mycobacteriaceae; 
408396 Bacteria_16S 
strain ATCC 19422 


408396 Bacteria_16S 
strain ATCC 51384 


408396 Bacteria_16S 


salipaludis strain SM-1 


Bacteria; 
408396 Bacteria_16S 
strain MUP 1182 1 


408396 Bacteria_16S 


strain F829 16S ribosoma 
Actinobacteria; Actinoba 


408396 Bacteria_16S 


hydrothermalis strain AM 
hydrothermalis Bacteria; 


Desulfovibrio. 
408396 Bacteria_16S 
strain ATCC 927 1 


408396 Bacteria_16S 
strain NCIMB 8634 
Proteobacteria; 
408396 Bacteria_16S 


aetherivorans strain 10b 
aetherivorans Bacteria; 
Rhodococcu 


Nocardiaceae; 
408396 Bacteria_16S 
strain Z-7792 16S 
Firmicutes; Bacil 
408396 Bacteria_16S 
strain NRCM 00-25 


408396 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


408396 Bacteria_16S 


ibosoma 
lales; 


DSM 681 
Prot 


somal R 


ribosomal RNA, 
lales; 


ribosomal RNA, 
lales; 


ATCC 25 
Acti 
Mycoba 


ATCC 35 
Acti 


16S ribosomal 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


16S ribosomal 
Actinobacteria; Actinoba 
Proteobacteria; 


6S ribo 
Actinobacteria; Actinoba 


6S ribo 
Actinobacteria; Actinoba 


16S ribosomal 
Gammaproteobacteria; 


2114830 2114900 1 


Planococcaceae; 
116374 21164441 


2 
2120908 2120978 1 
Enterobacteriales; 
2123933 2124003 1 
partial 
Bacillaceae; 
2125489 2125559 1 
partial 
Bacillaceae; 


2128510 2128576 2 
420 16S 


2129988 2130054 2 


2132996 2133062 2 
087 16S 


2134510 2134576 2 


2136027 2136093 2 
2137547 2137617 1 
2148062 2148128 2 
somal RNA, 


2161602 2161668 2 


2163134 2163204 1 
Proteobacteria; 


2164702 2164768 2 


2170847 2170917 1 


2173824 2173890 2 


Ss. 
2192094 21921641 


2217740 2217806 2 


2232900 2232966 2 


2239015 2239085 1 


1 RNA, partial sequence 


Bacillus. 


71 


Planococcus. 
71 


0 16S ribosomal RNA, partial sequence 
eobacteria; Gammaproteobacteria; 


wu 


71 
sequence 


71 
sequence 


Bacillus. 


68 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium tuberculos 


68 


19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


68 


ribosomal RNA, partial 
nobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium. 


68 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


68 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterin 


ek 


16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; Alteromonadales; 


68 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterin 


68 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterin 


PL 


13 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


68 


somal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Corynebacterin 


TL 


RNA, partial sequence 
Pseudomonadales; 


68 


c312 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


at 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


68 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


68 


7A 


ATCC 43380 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408396 Bacteria_16S 


2240526 2240596 1 


Gammaproteobacteria; Enterobacteriales; 


PL 


NCTC 5923 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


gi|219857658 
2114343 21158 
gi|219857657 


gi|219857654 


gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


219857649 
sequence 


gi 


is compl 
219857648 
sequenc 


gi 


219857646 
sequence 


gi 


219857645 
21340 
Cory 


gi 


219857644 
21355 


gi 


gi|219857643 


gi| 219857636 


gi| 219857627 
2161153 21625 


gi|219857626 


Des 


gi| 219857625 


219857621 
21703 
seudomonad 
219857619 
sequence 


gi 


P 
gi 


gi|219857604 
2191612 21930 


219857587 
22172 


gi 


219857577 
22324 


gi 


gi|219857573 
2238534 22399 
Enterobac 


Alteromonada 


Cedecea. 


inomycetales; 


Actinomyceta 


Alteromonadaceae 


Actinomycetales; 


ref|NR_025247.1 


ref |NR_025246.1 
115900 211739 


les; 


is} 


ref |NR_025243.1 


NA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; 
Enterobacteriaceae; 


ref |NR_025241.1 


ref 


NR_025240.1 


ref 
2 


NR_025238.1 
128040 212947 


ex. 
ref |NR_025237. 
e 2129523 21309 
les; 


35.1 
8 


ref 
2 


NR_0252 
132540 21339 


ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref |NR_025232.1 
73 2138564 Microb 

La 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025216.1 


Nocardiacea 
NR_025215.1 
162629 216416 
ulfovibrionales; 


eae; 
ref 


i} 


ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref |NR_025208.1 

2173451 217485 
Coryne 


ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 


gi| 219857572 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Cedecea davisae strain 
Proteobacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
8 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium microti 
cterium microti 


Mycobacteriaceae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Desulfovibrio 

3 Desulfovibrio 
Desulfovibrionaceae; 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Cellvibrio fulvus 
brio fulvus Bacteria; 
O°. 

Rhodococcus 
9 Rhodococcus 
bacterineae; 


Amphibacillus tropicus 
tropicus Bacteria; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Yersinia rohdei strain 


rohdei Bacteria; 


nia. 


ref|NR_025160.1 


Yersinia pestis strain 


2240045 2241505 Yersinia pestis Bacteria; 


408396 Bacteria_ 


strain ATCC 33638 
Proteob 


Bacteria; 
408396 Bacteria_ 


pseudotuberculosi 
pseudotuberculosi 


Yersinia. 
408396 Bacteria_ 


venustensis strai 
Proteob 


Bacteria; 
408396 Bacteria_ 


strain NRRL B-231 
Bacil 


Firmicutes; 
408396 Bacteria_ 


thiocyanoxidans s 
thiocyanoxidans B 


Thioalkalivibrio. 
408396 Bacteria_ 


lutaoensis strain 
Proteob 


Bacteria; 
408396 Bacteria_ 


strandjordii stra 
strandjordii Bact 


Tsukamurellaceae; 
408396 Bacteria_ 


brasilensis strai 
brasilensis Bacte 


408396 Bacteria_ 


marinus strain sr 
Synergi 


Bacteria; 
408396 Bacteria_ 


strain YKJ-10 16S 
Bacil 


Firmicutes; 


16S 2242037 2242107 1 71 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
16S 2243548 2243618 1 71 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 
16S 2263553 2263619 5 71 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
16S 2285017 2285087 1 71 gi 
54 16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
16S 2286456 2286526 1 71 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


16S 2302905 2302975 1 71 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
16S 2305993 2306059 2 68 gi 
in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 

16S 2316639 2316709 1 71 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
16S 2351263 2351329 2 68 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
16S 2381684 2381754 1 71 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


219857571 


cteriales; 
219857570 
partial s 
obacteria; 


219857557 
ence 22630 
irillales; 
219857542 


219857541 
s 
ct 


219857528 
en 
na 
219857525 
compl 


219857518 
qu 
11 

219857493 


ne 
219857472 
2381197 23827 


22415 


22845 


equence 
eria; Ch 


ce 23024 
dales; 


ete sequ 


ence 


aceae; P 


23507 
rgistace 


Alter 


Actinomy 


ref|NR_025159.1 
56 2243016 Yersi 
Enterobacteria 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025145.1 
50 2264581 Alcan 
Alcanivoracacea 
ref|NR_025130.1 
30 2285939 Bacill 


ref|NR_025129.1 
2285990 228738 
romatiales; Ecto 


ref|NR_025116.1 
04 2303932 Marino 
omonadaceae; 
NR_025113.1 
230551 


Coryne 


ref 
ence 


cetales; 


ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025060.1 


n 
Cc 


b 


Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Alcanivorax 


ivorax venustensis 


e; Alcanivorax. 
Bacillus sonorensis 
us sonorensis Bacteria; 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Tsukamurella 

7 2307028 Tsukamurella 

acterineae; 


Paenibacillus 
1 Paenibacillus 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


408396 Bacteria_16S 2383196 2383262 2 68 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

408396 Bacteria_16S 2390822 2390892 1 71 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

408396 Bacteria_16S 2398357 2398427 1 71 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

408396 Bacteria_16S 2402913 2402983 1 71 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

408396 Bacteria_16S 2421483 2421549 2 68 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

408396 Bacteria_16S 2427453 2427523 1 71 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

408396 Bacteria_16S 2437973 2438039 2 68 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

408396 Bacteria_16S 2441047 2441117 1 71 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
408396 Bacteria_16S 2444078 2444148 1 71 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

408396 Bacteria_16S 2445624 2445694 1 71 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

408396 Bacteria_16S 2450178 2450248 1 vl gi|219857419|ref|NR_025007.1| Laceyella putida 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

408396 Bacteria_16S 2453251 24533211 71 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

408396 Bacteria_16S 2456263 2456333 1 71 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 


245578 


3 2457213 Aeromonas 


salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Aeromonadaceae; A 


408396 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


Bacteria; Proteob 


strain DNP505 16S 


408396 Bacteria_16S 


strain DSM 12769 
Proteobacteria; G 


eromonas. 
2462231 24623011 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 
408396 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatiales; 
408396 Bacteria_16S 


2469902 2469972 1 


2496761 2496827 2 


wa 


el 


68 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


2505966 2506036 1 


16S ribosomal RNA, partial sequence 2505486 25069 
ammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


408396 Bacteria_16S 
ATCC 700122 16S ribosomal RNA, partial sequence 
Coriobacteriales; 


Actinobacteria; C 


408396 Bacteria_16S 
strain ATCC 51603 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteri 
408396 Bacteria_16S 
S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Plano 
Planococcaceae; 


mcmeekinii strain 
Bacteria; Firmicu 


408396 Bacteria_16S 
train MAE2 16S ribosomal RNA, 


alkanoclasticum s 
alkanoclasticum B 


408396 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


strain CDC 2991-8 
Proteobacteria; G 


strain MS1-3 16S 


408396 Bacteria_16S 


strain IFM 10088 


408396 Bacteria_16S 


voinovskiensis st 


MA001 16S ribosom 
Bacillales; Bacil 


408396 Bacteria_16S 


oxidotolerans str 


oxidotolerans Bacteria; 
408396 Bacteria_16S 

ibosomal RNA, partial sequence 
Bacillus. 


strain 15-1 16S r 
Firmicutes; Bacil 


408396 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 
408396 Bacteria_16S 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


2519606 2519676 1 
oriobacteridae; 
2620209 2620279 1 
2621683 2621753 1 


tes; Bacillales; 


2633849 2633919 1 


acteria; Firmicutes; 
2635338 2635408 1 


8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
408396 Bacteria_16S 


2636902 2636972 1 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobacteri 
408396 Bacteria_16S 


2677652 2677718 2 


FL 


PL 


FL 


71 


71 


Bacillales; 


71 


vel 


68 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


2688151 2688217 2 


68 


Planomicrobium. 


partial 
Planococcaceae; 


219857408 |ref 


gi 


219857403 |ref 


gi 


219857385 |ref 


gi 


2469412 2470870 Thioal 
Ectothiorhodospiraceae; 


NR_024996.1 


NR_024991.1 


NR_024973.1 


Raoultella planticola 


2461740 2463175 Raoultella planticola 
Enterobacteriac 


eae; Raoultella. 
Thioalkalivibrio 
kalivibrio nitratis 
Thioalkalivibrio. 
Rhodococcus koreensis 


2496307 2497779 Rhodococcus koreensis Bacteria; 


219857373|ref 


gi 


219857364 /ref 


gi 


NR_024961.1 


Alkali 
NR_024952.1 


Nocardiaceae; 


Rhodococcus. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Slackia exigua strain 


2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 


Coriobacterineae; 
gi|219857252|ref 


ref 


gi|219857251 


219857236 
sequence 


gi ref 


219857234 |ref 


gi 


219857233|ref 


gi 


219857204 |ref 


gi 


2619736 2621149 Kluyve 


2633347 263479 
Pla 


2634842 2636362 Citrob 


Enterobacteriales; Ent 


2636413 2637923 Citrob 


Coriobacteri 
NR_024883.1 


aceae; 
NR_024881.1 
NR_024864.1 


nomicrobium. 
NR_024862.1 


erobacteriac 
NR_024861.1 


aceae; Citro 
NR_024832.1 


aceae; Slackia. 
Kluyvera georgiana 
ra georgiana Bacteria; 


Kluyvera. 


Planomicrobium 


microbium mcmeekinii 


Planomicrobium 
1 Planomicrobium 


Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 
Nocardia takedensis 


2677198 2678645 Nocardia takedensis Bacteria; 


219857197 |ref 


gi 


Nocardiacea 
NR_024825.1 


e; Nocardia. 
Nocardia sienata 


16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


2696986 2697056 1 


rain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; 
408396 Bacteria_16S i 


2698540 2698610 1 
al RNA, partial sequence 
laceae; Bacillus. 
2706178 2706248 1 


ain T-2-2 16S ribosomal RNA, partial sequence 
Bacillales Family 


Firmicutes; 
2712080 2712150 1 


lales; Bacillaceae; 
2713523 2713593 1 


Bacillales; 


gl 


7h 


gi|219857190 


Anoxyba 
gi|219857189 


2698052 2699555 Bacillus 


71 


71 


al 


ribosomal RNA, partial sequence 


2719624 2719690 2 


Nocardiaceae; Nocardia. 


408396 Bacteria_16S 
ribosomal RNA, partial sequence 
Bacillus. 


strain AM31D 16S 
Firmicutes; Bacil 


408396 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; 
408396 Bacteria_16S 


strain SIR-1 16S 


strain ATCC15947 
Bacteria; 


2725756 2725826 1 


lales; Bacillaceae; 
2730353 2730423 1 


2762958 2763028 1 


16S ribosomal RNA, partial sequence 2762542 2763940 Edwardsiella 
Proteobacteria; Gammaproteobacteria; 
408396 Bacteria_16S 
strain JCM1680 16S ribosomal RNA, partial sequence 


2764474 2764544 1 


68 


va 


71 


71 


TL 


Enterobacteriales; 


219857184 |ref 


gi 


XII 


gi|219857180|ref 


2696496 269800 


2705678 270719 


Nocardiacea 
NR_024818.1 


NR_024817.1 
asahii Bacte 
NR_024812.1 


- Incertae S 
NR_024808.1 


e; Nocardia. 
Anoxybacillus 
1 Anoxybacillus 


Bacillus asahii strain 
ria; Firmicutes; 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Bacillus vietnamensis 


2711598 2712985 Bacillus vietnamensis Bacteria; 


219857179|ref 


gi 


NR_024807.1 


Enhygromyxa salina 


2713036 2714515 Enhygromyxa salina Bacteria; 


219857175|ref 


gi 
Actinomyce 


219857170|ref 


gi 


sequence 2719156 272065 


NR_024803.1 
tales; Coryn 


NR_024798.1 


Nocardia 
4 Nocardia 
ebacterineae; 


Bacillus krulwichiae 


2725265 2726771 Bacillus krulwichiae Bacteria; 


219857167 |ref 


gi 


2729867 2731350 Plesiocystis 


Na 


gi|219857142|ref 


Ent 


gi|219857141|ref 


2763991 2765456 Edwardsiella 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteri 


408396 Bacteria_16S 
strain JCM1679 16S ribosomal RNA, partial sequence 


2765990 2766060 1 


PL 


NR_024795.1 


nnocystaceae 
NR_024770.1 


erobacteriac 
NR_024769.1 


aceae; Edwar 


219857140|ref 


gi 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 


NR_024768.1 


Edwardsiella hoshinae 


2765507 2766972 Edwardsiella hoshinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 


408396 Bacteria_16S 2767482 2767548 2 68 gi 


psychralcaliphila strain ILA-1 16S ribosomal RNA, parti 
psychralcaliphila Bacteria; Actinobacteria; Actinobacte 


Dietziaceae; Dietzia. 

408396 Bacteria_16S 2769011 2769081 1 71 
strain GTC 854 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
408396 Bacteria_16S 2781162 2781232 1 71 
strain EJ2M-B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 
408396 Bacteria_16S 2782628 2782698 1 71 
strain B3-1 16S ribosomal RNA, partial sequence 


gi 


gi 


Thi 
gi 


219857139 
al sequenc 
ridae; 


219857138 


2768556 27700 


219857129 


2780730 27821 


otrichacea 
219857128 


2782197 27836 


Act 


ref |NR_024767.1 
e 2767023 276850 
inomycetales; Co 


ref |NR_024766.1 


ref|NR_024757.1 


hiothrix. 
NR_024756.1 


e; T 
ref 


Dietzia 
5 Dietzia 
rynebacterineae; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

408396 Bacteria_16S 2833926 2833992 2 68 gi|219856901|ref|NR_024722.1| Nocardia vinacea 
strain MK703-102F1 16S ribosomal RNA, partial sequence 2833466 2834941 Nocardia vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

408396 Bacteria_16S 2855481 2855551 1 71 gi|219856887|ref|NR_024706.1| Pseudomonas flectens 
strain ATCC 12775 16S ribosomal RNA, partial sequence 2854985 2856506 Pseudomonas flectens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 

408396 Bacteria_16S 2866279 2866349 1 71 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

408396 Bacteria_16S 2872557 2872627 1 71 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408396 Bacteria_16S 2880434 2880504 1 71 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408396 Bacteria_16S 2892489 2892559 1 71 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

408396 Bacteria_16S 2906139 2906205 2 68 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 

408396 Bacteria_16S 2930480 2930550 1 71 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

408396 Bacteria_16S 2931985 2932055 1 ae gi|219856835|ref|NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

408396 Bacteria_16S 2947205 2947275 1 71 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

408396 Bacteria_16S 2948695 2948765 1 vel gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

408396 Bacteria_16S 2950183 2950253 1 7i gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

408396 Bacteria_16S 2951684 2951754 1 emt gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

408396 Bacteria_16S 2953182 2953252 1 71 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

408396 Bacteria_16S 2966754 2966824 1 va gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

408396 Bacteria_16S 2985088 2985154 2 68 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

408396 Bacteria_16S 2986610 2986676 2 68 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

408396 Bacteria_16S 2988136 2988202 2 68 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

408396 Bacteria_16S 2998787 2998857 1 71 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 


flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


408396 Bacteria_16S 


strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


Firmicutes; 
408396 Bacteria_16S 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 
Gordonia. 


Gordoniaceae; 
408396 Bacteria_16S 


strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


408396 Bacteria_16S 


amylolytica strain DSM 2873 16S ribosomal RNA, 


amylolytica Bacteria; 
Succinimonas. 
408396 Bacteria_16S 
strain M663-98-1 
Firmicutes; 
408396 Bacteria_16S 


strain 4-87 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408396 Bacteria_16S 
antarctica strain 
antarctica Bacteria; 
Psychromonas. 
408396 Bacteria_16S 


oxalivorans strain RAOx- 


oxalivorans Bacteria; 
408396 Bacteria_16S 
oxalaticus strain 
Bacteria; Firmicutes; 
408396 Bacteria_16S 


617-93 16S ribosomal RNA, partial sequence 
Bacillales Family XI. 


Bacillales; 
408396 Bacteria_16S 


strain 2045-94 16S ribos 
Bacillales; 


Firmicutes; 
408396 Bacteria_16S 


intestinalis strain KMS2 16S ribosomal RNA, partial sequence 
intestinalis Bacteria; 


Desulfovibrio. 
408396 Bacteria_16S 


CECT 4600 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408396 Bacteria_16S 


ATCC19120 16S ribosomal RNA, partial sequence 
Listeriaceae; 


Bacillales; 
408396 Bacteria_16S 
strain ATCC 13313 
Proteobacteria; 
408396 Bacteria_16S 
strain ATCC 29903 
Proteobacteria; 
408396 Bacteria_16S 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; 


Methylophaga. 
408396 Bacteria_16S 


pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; 


Halomonas. 
408396 Bacteria_16S 
strain DSM 44140 


408396 Bacteria_16S 


Bacillales; 


star-1l 


RAOx1 


3000361 3000431 1 


Bacillaceae; 
3022996 3023062 2 


3039724 3039790 2 


3058071 3058141 1 
Proteobacteria; 


3067066 3067136 1 


3072959 3073029 1 


3116612 3116682 1 


3121123 3121193 1 


Firmicutes; 
3122670 3122740 1 


Bacillales; 
3140541 3140611 1 


3142100 31421701 


3151163 3151233 1 
Proteobacteria; 


3227158 3227228 1 


3245472 3245542 1 


Listeria. 
3270935 3271005 1 


3272473 3272543 1 


3299867 3299937 1 

Proteobacteria; 
3319626 3319696 1 
Proteobacteria; 


3321133 3321199 2 


3353068 3353138 1 


Bacillales; 


71 


68 


68 


ou 


vg 


16S ribosomal RNA, partial sequence 3066573 30679 
Bacillales; Bacillales Family XI. 


71 


Gammaproteobacteria; Oceanospirillales; 


| 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


PL 


FS 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


74 


16S ribosomal RNA, partial sequence 31221 


Incertae Sedis; 


omal RNA, partial sequence 
Bacillales Family XI. 


Deltaproteobacteria; 


71 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


aL 


7k 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 


PE 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 


74 


Gammaproteobacteria; 


71 


Gammaproteobacteria; 


68 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


71 


strain FB2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408396 Bacteria_16S 
strain DSM 44015 16S 


408396 Bacteria_16S 


3380606 3380672 2 
ribosomal RNA, 


3385225 3385295 1 


Gammaproteobacteria; Oceanospirillales; 


68 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


71 


partial 
Gammaproteobacteria; 


Incertae 


gi| 219846923 


219846908 
sequence 


gi 


gi|219846896 


219846883 
sequence 


gi 


gi|219846877 
Sedis; 
gi|219846873 
3072467 30738 


gi| 219846844 


gi|219846841 


gi|219846840 


Paenibacillaceae; Aneurinibacillus group; Ammon 
71 gi|219846828|ref|NR_026420.1 
3140051 3141558 Gemella bergeri Bacte 
Gemella. 
71 gi| 219846827 |ref|NR_026419.1 
3141609 31431 

Incertae Sedis; Gemella. 
71 gi|219846821|ref|NR_026413.1 
3150676 315218 


Desul 


gi|219846769 
3226672 32281 


gi|219846757 
3244997 32464 


219846740 
32704 


gi 


219846739 
32719 


gi 


gi| 219846721 


Thio 


gi|219846706 


Oc 


gi|219846705 


gi| 219846682 
3352589 33540 
Halomonad 
219846662 
33801 
Cory 


gi 


Aeromonadales; 


Alteromonadales; 


Aneurinibacillus 


ref|NR_026515.1 


ref|NR_026500.1 

3022528 302398 
tinomycetales; C 
ref |NR_026488.1 
Gordoniacea 
ref|NR_026475.1 

3057592 305905 
Succini 


ref|NR_026469.1 


ref |NR_026465.1 


ref|NR_026436.1 
3116131 311762 
Psychr 


ref |NR_026433.1 
3120644 312214 


ref |NR_026432.1 
91 3123687 Ammoni 


fovibrionales; D 


ref|NR_026361.1 


ref|NR_026349.1 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026313.1 
3299393 330087 
trichales; Pisci 


NR_026298.1 
3319157 332063 
eanospirillales; 
ref |NR_026297.1 


Gordoniacea 
NR_026274.1 


eae; 
ref 


aceae; 
ref |NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 


gi|219846659 


marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Chromohalobacter. 


43 Vibrio tapetis 
Vibrio 


22 Listeria grayi 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Succinimonas 

3 Succinimonas 

vibrionaceae; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 
Balneatrix. 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Vibrio tapetis strain 
Bacteria; 


Listeria grayi strain 
Bacteria; Firmicutes; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Halomonas 
3 Halomonas 


Halomonadaceae; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
Halomonas. 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 


ref |NR_026251.1 
3384746 338616 


Chromohalobacter 
8 Chromohalobacter 


408396 Bacteria_ 


marinum DSM 5261 
Proteobacteria; 


408396 Bacteria_ 


strain ATCC 3304 
Bacteria; Firmic 


408396 Bacteria_ 


ruminis strain D 
Bacteria; Firmic 


408396 Bacteria_ 


strain DSM 43205 
Actinobacteria; 


408396 Bacteria_ 


strain DSM4333 
Actinobacteria; 


408396 Bacteria_ 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae 


408396 Bacteria_ 


glomerans strain 


glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae 
Coriobacteriaceae; Coriobacterium. 

408396 Bacteria_16S 3534505 3534575 1 71 gi 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial s 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bac 
408396 Bacteria_16S 3536072 3536142 1 71 gi 


strain DSM 8723 
Firmicutes; Baci 
408396 Bacteria 
strain DSM 8722 
Firmicutes; Baci 
408396 Bacteria 
strain DSM 8716 
Firmicutes; Baci 


408396 Bacteria_ 


strain DSM 8715 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408396 Bacteria_16S 3545438 3545508 1 71 gi 
DSM 6307 16S ribosomal RNA, complete sequence 
Bacillales; Bacillaceae; Bacillus. 

408396 Bacteria_16S 3557814 3557884 1 71 gi 
strain Milford 74 16S ribosomal RNA, partial sequence 


Proteobacteria; 


408396 Bacteria_ 


strain ATCC 1533 
Proteobacteria; 


408396 Bacteria_ 


strain 717 16S r 
Proteobacteria; 


408396 Bacteria_ 


nigripulchritudo 
nigripulchritudo 


408396 Bacteria_ 


80 16S ribosomal 
Gammaproteobacte 


408396 Bacteria_ 


strain ATCC 1404 
Proteobacteria; 


408396 Bacteria_ 
strain NS 16S rib 
G 


Proteobacteria; 


408396 Bacteria_ 


strain ATCC 3591 
Bacteria; 


408396 Bacteria_ 


hiberniae strain 
hiberniae Bacter 
Mycobacteriaceae 


408396 Bacteria_ 


Proteob 


16S 3388210 3388280 1 71 


gi 
Gammaproteobacteria; Chromatiales; Chro 
16S 3410956 3411026 1 71 gi 
8 16S ribosomal RNA, partial sequence 

utes; Clostridia; Clostridiales; Veillo 
16S 3444855 3444925 1 71 gi 
SM 9236 16S ribosomal RNA, partial sequ 
utes; Clostridia; Clostridiales; Veillo 
16S 3472377 3472443 2 68 gi 


Actinobacteridae; Actinomycetales; Cory 
16S 3473912 3473978 2 68 gi 
8 16S ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Cory 
16S 3492190 3492256 2 68 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

16S 3496659 3496729 1 71 gi 
DSM 20642 16S ribosomal RNA, partial s 


v 


16S ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 
16S 3537630 3537700 1 71 
16S ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 
16S 3542328 3542398 1 71 
16S ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 
16S 3543882 3543952 1 71 
6S ribosomal RNA, 


gi 


gi 


gi 


G 
16S 
8 
G 
16S 
i 
G 


ammaproteobacteria; Vibrionales; Vibri 
3559294 3559364 1 Tk gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3560809 3560879 1 71 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


16S 3562330 3562400 1 shel gi 
strain 164 16S ribosomal RNA, partial 

Bacteria; Proteobacteria; Gammaproteob 
16S 3563815 3563885 1 71 gi 


RNA, partial sequence 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 3565295 3565365 1 71 gi 
8 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Vibrionales; Vibri 
16S 3566801 3566871 1 71 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
16S 3568307 3568377 1 71 gi 
2 16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Vibriona 
16S 3607965 3608031 2 68 gi 
ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
Mycobacterium. 


gi 


i 


, 


219846653 


16S ribosomal RNA, partial sequence 3387742 33891 


matiaceae; 
219846637 

34104 
nellaceae; 
219846613 
ence 34443 
nellaceae; 
219846594 


16S ribosomal RNA, partial sequence 3471913 34733 
bacterin 


ne 
219846593 
34734 
ne 
219846581 
sequence 
idae; 


219846578 
equence 

; Coriobac 
219846553 
equence 
illaceae; 
219846552 


3535585 35370 


219846551 


3537139 35386 


219846548 


3541838 35433 


219846547 


complete sequence 3543393 35448 


219846546 


3544949 35464 


3563299 3564734 Vibri 


16S 3609478 3609548 1 71 


gi 


bacterin 


Acti 


ref|NR_026245.1| Rhabdochromatium 

93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 

ref|NR_026229.1| Dialister pneumosintes 
52 3411955 Dialister pneumosintes 
Dialister. 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticum. 

ref|NR_026186.1| Rhodococcus opacus 
93 Rhodococcus opacus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026185.1] Rhodococcus ruber 
44 3474924 Rhodococcus ruber Bacteria; 

eae; Nocardiaceae; Rhodococcus. 

ref Mycobacterium 

9 Mycobacterium 

ynebacterineae; 


Succiniclasticum 
iclasticum ruminis 


Coriobacterium 
1 Coriobacterium 
acterineae; 


Bacillus 
4 Bacillus 


NR_026144.1| Bacillus halmapalus 
88 Bacillus mapalus Bacteria; 


ref|NR_026143.1| Bacillus gibsonii 
44 Bacillus gibsonii Bacteria; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 


219846537|ref|NR_026129.1| Vibrio tubiashii 
3557298 3558733 Vibrio tubiashii Bacteria; 

onaceae; Vibrio. 

219846536|ref|NR_026128.1| Vibrio proteolyticus 
3558784 3560248 Vibrio proteolyticus Bacteria; 

onaceae; Vibrio. 

219846535|ref|NR_026127.1| Vibrio orientalis 

3560299 3561764 Vibrio orientalis Bacteria; 

onaceae; Vibrio. 

219846534|ref|NR_026126.1| Vibrio 

sequence 3561815 3563248 Vibrio 

acteria; Vibrionales; Vibrionaceae; Vibrio. 

219846533|ref|NR_026125.1| Vibrio nereis strain 

Oo nereis Bacteria; Proteobacteria; 

219846532|ref|NR_026124.1| Vibrio natriegens 
3564785 3566250 Vibrio natriegens Bacteria; 

onaceae; Vibrio. 

219846531|ref|NR_026123.1| Vibrio diazotrophicus 

3566301 3567756 Vibrio diazotrophicus Bacteria; 

onaceae; Vibrio. 

219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
3567807 3569262 Vibrio cincinnatiensis 

les; Vibrionaceae; Vibrio. 

219846500|ref|NR_026092.1| Mycobacterium 

equence 3607525 3608920 Mycobacterium 

ctinomycetales; Corynebacterineae; 

219846499|ref|NR_026091.1| Planococcus kocurii 


strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 3610400 Planococcus kocurii Bacteria; 


Firmicutes; Baci 


llales; Planococcaceae; Planococcus. 


408396 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


408396 Bacteria_16S 


strain CIP 7430 
Proteobacteria; 


strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 


408396 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


408396 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


408396 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


408396 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


408396 Bacteria_16S 


strain IC079 16S 


Proteobacteria; G 


408396 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


408396 Bacteria_16S 


strain ATCC 15712 
Bacteria; Proteob 


408396 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


408396 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; G 


408396 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


408396 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


408396 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


408396 Bacteria_16S 
hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


408396 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


408396 Bacteria_16S 


sporothermodurans 
sporothermodurans 


408396 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


408396 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


408396 Bacteria_16S 


allosaccharophila 
allosaccharophila 
Aeromonas. 


G 
408396 Bacteria_16S 


3610959 3611029 1 71 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3612434 3612504 1 71 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
3625725 3625791 2 68 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycetal 
3631986 3632056 1 71 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3648705 3648775 1 71 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650244 3650314 1 71 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3651785 3651855 1 71 gi 
bosomal RNA, complete sequence 


gi 


v 


ne 
oc 


et. 


ammaproteobacteria; Methylococcales; Methylococc 
3661009 3661079 1 71 gi|219846464 
ribosomal RNA, partial sequence 3660516 36619 


ammaproteobacteria; Alteromonadales; Alt 
3664063 3664129 2 68 gi 
DSM 44277 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

3667136 3667206 1 4 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3668641 3668711 1 71 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3670148 3670218 1 71 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3671655 3671725 1 71 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673164 3673234 1 71 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


ct 


E 


E 


e 
ct 


jon 
te. 


3674669 3674739 1 71 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3692892 3692962 1 71 gi 


gi 


E 


acteria; Gammaproteobacteria; Methyloc 
3721411 3721477 2 68 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


oc 


ce 
al 


3722976 3723046 1 71 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3749346 3749416 1 71 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3797614 3797684 1 71 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3812828 3812898 1 EL gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


1 
il 


on 


ci 


ar 
ba 


408396 Bacteria_16S 


strain C-1 16S ri 


219846498 


219846497 


219846484 
3631486 36329 


219846472 


219846470 
3651286 36527 


219846459 


219846458 


3668184 36696 


219846457 
3669690 36711 


219846456 


219846455 


219846454 
3674212 36756 


219846442 


219846420 


219846419 


219846401 


3748871 37503 


219846364 
3797117 37986 


219846354 


36104 


36119 


omonadacea 
219846488 


36252 
Cory 


es; 
Geobacte 
e 36482 


cales; 


hylococec 


uence 
inomycet 


36666 
eriales; 


nterobac 


nterobac 


36711 
eriales; 


al seque 
ria; Ent 


nterobac 


36924 
cales; M 


37209 


es; Cory 


sequence 
laceae; 


aceae; V 


ricketts 


tial seq 
cteria; 


3835523 3835593 1 71 
bosomal RNA, partial sequence 


gi 


219846338 
3835060 3836533 Halomonas halodurans Bacteria; 


M 
219846471 
3649747 36512 


eromonad 
219846462 


ref|NR_026090.1 
51 3611882 Planoc 


Planococcus citreus 
occus citreus Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; M 


Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


ref|NR_026076.1| Geobacter bremensis 
60 Geobacter bremensis Bacteria; 
raceae; Geobacter. 
ref|NR_026064.1|] Methylocaldum 
06 3649696 Methylocaldum szegediense 
ethylococcaceae; Methylocaldum. 
ref|NR_026063.1| Methylocaldum gracile 
35 Methylocaldum gracile Bacteria; 
aceae; Methylocaldum. 
ref|NR_026062.1| Methylocaldum tepidum 
76 Methylocaldum tepidum Bacteria; 
aceae; Methylocaldum. 
ref|NR_026056.1| Glaciecola pallidula 
90 Glaciecola pallidula Bacteria; 
aceae; Glaciecola. 
ref|NR_026054.1| Mycobacterium 

3663577 3665092 Mycobacterium 
ales; Corynebacterineae; 


, 


ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriaceae; Brenneria. 
ref|NR_026049.1| Erwinia persicina 

39 Erwinia persicina Bacteria; 
teriaceae; Erwinia. 

ref|NR_026048.1| Brenneria nigrifluens 
45 Brenneria nigrifluens Bacteria; 
teriaceae; Brenneria. 

ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026046.1| Pectobacterium 

nce 3672704 3674161 Pectobacterium 
erobacteriales; Enterobacteriaceae; 


Brenneria salicis 
ria salicis ATCC 15712 


ref|NR_026045.1| Pantoea ananatis 
66 Pantoea ananatis Bacteria; 
teriaceae; Pantoea. 
ref|NR_026033.1| Methylosphaera 
15 3693865 Methylosphaera hansonii 
ethylococcaceae; Methylosphaera. 
ref|NR_026011.1| Mycobacterium 

52 3722442 Mycobacterium hassiacum 
nebacterineae; Mycobacteriaceae; 


Bacillus 
9 Bacillus 


ref |NR_026010.1 
3722493 372398 
Bacillus. 
ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 
ibrio. 
ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 
ref|NR_025945.1] Aeromonas 
uence 3812327 3813828 Aeromonas 
Aeromonadales; Aeromonadaceae; 


ref Halomonas halodurans 


NR_025928.1 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


408396 Bacteria_ 
strain 62 16S rib 
G 


Proteobacteria; 


408396 Bacteria_ 


strain 2917B 16S 
Firmicutes; 


408396 Bacteria_ 
strain ATCC 10379 
Firmicu 
408396 Bacteria_ 
strain Gl 16S rib 
G 
408396 Bacteria_ 
okeanokoites stra 
okeanokoites Bact 
408396 Bacteria_ 
laevolacticus str 
laevolacticus Bac 
408396 Bacteria_ 
IAM 12464 16S rib 
Bacil 


Bacteria; 


Proteobacteria; 


Bacillales; 
408396 Bacteria_ 


strain GS5-97 16S 
Bacil 


Firmicutes; 
408396 Bacteria_ 


lipolyticum strai 
Proteob 


Bacteria; 
408396 Bacteria_ 


chungwhensis stra 
chungwhensis Bact 


408396 Bacteria_ 


chungwhensis stra 
chungwhensis Bact 


Salinimonas. 
408396 Bacteria_ 


strain 848 16S ri 
G 


Proteobacteria; 
408396 Bacteria_ 


strain SW-154 16S 


Bacil 


osomal RNA, partial sequence 
laceae; Bacillus. 

16S 3993599 3993669 1 71 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
16S 4002527 4002597 1 TE gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 
16S 4004079 4004149 1 71 gi 
in BH030062 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
16S 4005540 4005610 1 71 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


gi 


16S 4008557 4008627 1 71 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
16S 4017569 4017639 1 71 gi 


ribosomal RNA, partial sequence 


gi 


3959295 39607 


21984622 


3993148 39945 


21984622 
nce 
les; 
21984622 
s 
eae; 
21984622 
s 
ria; 


21984621 


4008054 40095 
omonadacea 


21984621 


4017086 40185 


40020 
Vibri 


equence 
Ponti 


equence 
Alter 


16S 3837053 3837123 1 71 gi|219846337|ref|NR_025927.1| Halomonas pacifica 

osomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 

ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

16S 3871944 3872014 1 71 gi|219846314|ref|NR_025904.1| Gemella morbillorum 

ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 

lales; Bacillales Family XI. Incertae Sedis; Gemella. 

16S 3873531 3873601 1 val gi|219846313|ref|NR_025903.1| Gemella haemolysans 
16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 

tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

16S 3913388 3913458 1 71 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 

osomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 

ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

16S 3930337 3930407 1 71 gi|219846274|ref|NR_025864.1| Planomicrobium 

in IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 

eria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

16S 3958248 3958318 1 71 gi|219846253|ref|NR_025843.1| Sporolactobacillus 

ain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 

teria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

16S 3959781 3959851 1 71 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 


77 Bacillus firmus Bacteria; Firmicutes; 


9|ref|NR_025819.1| Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 


3|ref|NR_025813.1 
46 4003543 Photob 


onac Photob 


Photobacterium 

acterium lipolyticum 

cterium. 
Pontibacillus 

0 Pontibacillus 


2 


1 Salinimonas 
7 Salinimonas 


romonadaceae; 


4005071 40064 
omonadales; e 
7|ref£|NR_025807.1| Aeromonas molluscorum 
59 Aeromonas molluscorum Bacteria; 

e; Aeromonas. 
ref|NR_025801.1| Kangiella aquimarina 
81 Kangiella aquimarina Bacteria; 


at 


Proteobacteria; Gammaproteobacteria; Kangiella. 

408396 Bacteria_16S 4019111 4019181 1 71 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

408396 Bacteria_16S 4020657 4020727 1 71 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

408396 Bacteria_16S 4041927 4041997 1 at gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408396 Bacteria_16S 4043459 4043529 1 71 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

408396 Bacteria_16S 4044963 4045033 1 71 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

408396 Bacteria_16S 4046494 4046564 1 71 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
HDS1-1 16S ribosomal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

408396 Bacteria_16S 4056903 4056973 1 71 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
408396 Bacteria_16S 4062955 4063021 2 68 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

408396 Bacteria_16S 4070571 4070641 1 71 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

408396 Bacteria_16S 4073562 4073628 2 68 gi|219846170|ref|NR_025760.1| Mycobacterium 


parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 


4073095 4074562 Mycobacterium 


parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


408396 Bacteria_16S 


408396 Bacteria_16S 
sanguinis strain 
sanguinis Bacteria; 
408396 Bacteria_16S 
strain PAT 05 16S riboso 
Firmicutes; Bacillales; 
408396 Bacteria_16S 


Gammaproteobacteria; Vib 
408396 Bacteria_16S 
strain W4937 16S 
Actinobacteria; Actinoba 
408396 Bacteria_16S 
halophilus strain JC2043 
halophilus Bacteria; Pro 
Aestuariibacter. 
408396 Bacteria_16S 
salexigens strain JC2042 
salexigens Bacteria; Pro 
Aestuariibacter. 
408396 Bacteria_16S 
campisalis strain SF-57 

Bacteria; Firmicutes; Ba 
408396 Bacteria_16S 
strain KMM 3809 16S ribo 
Proteobacteria; Gammapro 
408396 Bacteria_16S 
strain G3-29 16S ribosom 
Proteobacteria; Gammapro 
408396 Bacteria_16S 
lipolyticus strain SM-19 
lipolyticus Bacteria; Pr 
Marinobacter. 


4075051 4075117 2 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
4082839 4082908 1 
2301083 16S ribosomal RNA, partial sequence 
Firmicutes; Paenibacillaceae; 


4102276 4102346 1 


4103719 4103789 1 
HT 2-1 16S ribosomal RNA, partial sequence 


4129570 4129640 1 


4131075 41311451 


4169631 41697011 


68 


71 
Bacillales; 
71 

mal RNA, partial sequence 


Bacillaceae; Bacillus. 
71 


68 
partial sequence 


7k 


71 


| 


cillales; Planococcaceae; 


71 


71 
al RNA, partial sequence 
71 


oteobacteria; 


408396 Bacteria_16S 
strain G2 16S ribosomal 
Firmicutes; 
408396 Bacteria_16S 


nitratireducens Bacteria 
Thioalkalivibrio. 
408396 Bacteria_16S 
thermautotrophica strain 
thermautotrophica Bacter 
Sedis; Carboxydocella. 


4197117 4197187 1 


4207572 4207642 1 


vil 
RNA, partial sequence 


Bacillales; Bacillaceae; Anoxybacillus. 
4206074 4206144 1 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial 


71 
; Proteobacteria; 
71 


41 16S ribosomal RNA, 
ia; Firmicutes; 


4103238 4104753 Vi 
rionales; Vibrionaceae; Vibrio. 
4115788 4115854 2 
ribosomal RNA, 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
teobacteria; Gammaproteobacteria; 


partial 
Clostridia; 


408396 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 
Bacillaceae; 
408396 Bacteria_16S 


Bacillales; 


4221384 42214541 


Anaerobacillus. 
4233417 4233483 2 


PL 


68 


strain M175 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
408396 Bacteria_16S 


4234927 4234997 1 


71 


strain F2R9 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
408396 Bacteria_16S 


strain U 5/41 16S 


Burkholderia; 


Bacteria; 


4245433 4245503 1 


20113 20182 1 


64089 64158 1 


81978 82047 1 


71 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
408396 Bacteria_16S 
multivorans strain Struelens 16S ribosomal RNA, partial 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 
408396 Bacteria_16S 
seropedicae strain Z67 16S ribosomal RNA, 


70 


70 


70 


4220889 4222400 Bacil 


complete sequence 63592 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
408396 Bacteria_16S 
antarctica strain NF3 16S ribosomal RNA, partial sequence 


gi|219846169 


gi|219846164 


gi|219846151 


Paenibacillus. 


ref|NR_025759.1| Nocardia xishanensis 


76023 Nocardia xishanensis Bacteria; 


Nocardiaceae; Nocardia. 

ref|NR_025754.1| Paenibacillus 
4082348 4083822 Paenibacillus 

ref 


NR_025741.1| Bacillus patagoniensis 


4101786 4103187 Bacillus patagoniensis Bacteria; 


gi|219846150 


gi|219846140 


brio gallicus Bacteria; 


ref Vibrio gallicus strain 


Proteobacteria; 


NR_025740.1 


ref |NR_025730.1| Rhodococcus gordoniae 


4115405 4116807 Rhodococcus gordoniae Bacteria; 


cteridae; Actinomycetales; Corynebacterineae; 
4128081 41281511 


gi|219846131 


219846130 


gi 


gi|219846126 


gi|219846100 


somal RNA, partial sequence 4169129 4170664 Marinobacter 
teobacteria; Alteromonadales; Alt 
4186482 4186552 1 


gi|219846085 


Alteromonadales; 


Alteromonadales; 


eromonadaceae; 


Nocardiaceae; Rhodococcus. 
NR_025721.1| Aestuariibacter 
127615 4129048 Aestuariibacter 
Alteromonadaceae; 


ref 


i 


ref|NR_025720.1| Aestuariibacter 
129099 4130537 Aestuariibacter 


Alteromonadaceae; 


rs 


ref|NR_025716.1| Marinibacillus 


16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Marinibacillus. 


Marinobacter excellens 
excellens Bacteria; 
Marinobacter. 

NR_025675.1| Vibrio superstes 


ref|NR_025690.1 


ref 


4186000 4187486 Vibrio superstes Bacteria; 


teobacteria; Vibrionales; Vibrionaceae; Vibrio. 
4191091 41911611 


gi| 219846081 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846077 


4196627 4198008 Anoxybacillus 


gi|219846071 


219846070 
sequence 


gi 


Clostridiales; 


gi|219846060 
gi|219846046 
4232932 42344 


gi|219846045 
4234473 42358 


gi|219722938 
4244934 42463 
Enterobac 
265679050 
sequence 


gi 


gi| 265679021 
Ox 


gi| 265679009 


Alteromonadales; 


sequence 


Gammaproteobacteria; Chromatiales; 


NR_025671.1| Marinobacter 
190616 4192088 Marinobacter 
Alteromonadaceae; 


ref 


rs 


ref Anoxybacillus gonensis 


gonensis Bacteria; 


NR_025667.1 


ref|NR_025661.1| Thioalkalivibrio 
4205616 4207035 Thioalkalivibrio 
Ectothiorhodospiraceae; 


ref|NR_025660.1| Carboxydocella 
4207086 4208540 Carboxydocella 
Clostridiales Family XVI. Incertae 


Burkholderiales; 


ref 
lus 


NR_025650.1 
macyae Bacte 


ref |NR_025636.1 
22 Mycobacterium 
eae; Mycobacteri 
ref|NR_025635.1 


teriaceae; Klebs 
ref|NR_024570.1 


teriaceae; Esche 
ref |NR_029358.1 

19628 21106 
Burkho 


ref|NR_029329.1 
65117 Herbas 
alobacteraceae; 


81499 


Bacillus macyae strain 
ria; Firmicutes; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


iella. 


Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Burkholderia 
Burkholderia 
lderiaceae; 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Pseudoalteromonas 


ref |NR_029317.1 
83011 Pseudo 


alteromonas antarctica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


408396 Bacteria_16S 


espejiana strain 
Bacteria; 
Pseudoalteromonas. 


408396 Bacteria_16S 


strain KB740 16S 


thermophilus Bacteria; 


Methylococcus. 


408396 Bacteria_16S 
JB103 16S ribosomal RNA, partial sequence 19135 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 
408396 Bacteria_16S 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partia 

Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


aurantiaca strain 
Bacteria; 


127870 127939 1 


156783 156852 1 


179551 179620 1 
Proteobacteria; 


191855 191924 1 


193365 193434 1 


Methylococcaceae; Methylobacter. 


408396 Bacteria_16S 
strain 1 H 9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
408396 Bacteria_16S 


strain C4D1M 16S 


Bacteria; 


pyrrocinia strain 
Bacteria; 


215040 215109 1 


234692 234761 1 


236328 236397 1 


237910 237979 1 


239459 239528 1 


Burkholderia cepacia complex. 


408396 Bacteria_16S 


241045 241114 1 


70 


70 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
408396 Bacteria_16S 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequenc 
Gammaproteobacteria; Methy 


70 


70 


70 


70 


70 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
408396 Bacteria_16S 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 


70 


70 


70 


70 


strain 717 16S ribosomal RNA, partial sequence 


complex. 


408396 Bacteria_16S 


strain SEBR 7054 
Thermotogae; 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


408396 Bacteria_16S 
LB400 16S ribosomal RNA, partial sequence 25570 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
408396 Bacteria_16S 


xenovorans strain 
Bacteria; 


Thermotogales; 
408396 Bacteria_16S 


Bacteria; 


247188 247257 1 


248765 248834 1 


256175 256244 1 


266676 266745 1 


70 


70 


70 


70 


strain OXB 16S ribosomal RNA, partial sequence 


strain CDC F5101 


16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
408396 Bacteria_16S 
strain KS 0043 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


289322 289391 1 


307689 307758 1 


70 


70 


gi 


261 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


gi 
15 


gi 


gi 


gi 


gi 
21 


gi 
23 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
408396 Bacteria_16S 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 23896 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
408396 Bacteria_16S 


gi 


gi 


2327 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


gi 


240595 24207 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


gi 


16S ribosomal RNA, partial sequence 246697 24821 


Thermotogaceae; Thermotoga. 


gi 


strain Sgly2 16S ribosomal RNA, partial sequenc 
Proteobacteria; 


gi 


gi 


266185 26767 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
408396 Bacteria_16S 


gi 


complete sequence 


gi 


complete sequence 307188 30872 


265678977 
12740 


265678958 
6293 15781 


265678943 


265678935 


265678934 


265678919 
4535 21600 
Halomonad 
265678905 
4235 23583 


265678904 
23588 
265678903 


265678902 
23901 


265678901 


265678897 


265678896 


265678891 


265678882 


265678867 


28882 


265678855 


ref|NR_029285.1| Pseudoalteromonas 
9 128819 Pseudoalteromonas espejiana 
seudoalteromonadaceae; 


ref|NR_029266.1| Azoarcus evansii 
8 Azoarcus evansii Bacteria; 

; Azoarcus. 
ref|NR_029251.1 
e 179074 180523 
lococcales; 


Methylococcus 
Methylococcus 
Methylococcaceae; 


ref |NR_029243.1] Methylomonas 

7 192822 Methylomonas aurantiaca 
ethylococcaceae; Methylomonas. 
ref|NR_029242.1| Methylobacter 

1 sequence 192873 194334 
Methylococcales; 


ref|NR_029227.1| Halomonas elongata 

2 Halomonas elongata Bacteria; 

aceae; Halomonas. 

ref|NR_029213.1| Burkholderia graminis 
4 Burkholderia graminis Bacteria; 
ceae; Burkholderia. 

ref|NR_029212.1| Burkholderia 


5 237406 Burkholderia phenazinium 


rkholderiaceae; Burkholderia. 
ref|NR_029211.1| Burkholderia glumae 
6 Burkholderia glumae Bacteria; 

ceae; Burkholderia. 

ref|NR_029210.1| Burkholderia 

7 240544 Burkholderia pyrrocinia 
rkholderiaceae; Burkholderia; 
ref|NR_029209.1| Burkholderia cepacia 


2 Burkholderia cepacia Bacteria; 


Burkholderia; Burkholderia cepacia 


ref|NR_029205.1| Thermotoga hypogea 
7 Thermotoga hypogea Bacteria; 


Microvirgula 
Microvirgula 


ref|NR_029204.1 
e 248268 249768 


Betaproteobacteria; Neisseriales; Neisseriaceae; 


ref|NR_029199.1| Burkholderia 

3. 257168 Burkholderia xenovorans 
Burkholderia. 

ref|NR_029188.1| Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


Oxalobacter. 


ref|NR_029173.1| Bordetella holmesii 


4 290348 Bordetella holmesii Bacteria; 
Bordetella. 
ref|NR_029161.1| Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 
Comamonas. 


408396 Bacteria_16S 328964 329031 1 68 gi|265678841|ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

408396 Bacteria_16S 366630 366699 1 70 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 


fontislapidosi Bacteria; 


Idiomarina. 


408396 Bacteria_16S 


strain R 8118 16S 


Proteobacteria; 


467869 467938 1 


498672 498741 1 


Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


70 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
408396 Bacteria_16S 


70 


gi 


467397 46889 


gi 


265678739 


265678719 


ref|NR_029044.1| Burkholderia terricola 


3 Burkholderia terricola Bacteria; 


Burkholderia. 
ref 


NR_029024.1| Hydrogenophaga 


defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Hydrogenophaga. 


408396 Bacteria_16S 
strain BSB 41.8 1 


500224 500293 1 70 gi 
6S ribosomal RNA, partial sequence 49 


265678718 
9730 50125 


ref |NR_029023.1| Hydrogenophaga atypica 
6 Hydrogenophaga atypica Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

408396 Bacteria_16S 533725 533794 1 70 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

408396 Bacteria_16S 547431 547500 1 70 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 
mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

408396 Bacteria_16S 588379 588448 1 70 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

408396 Bacteria_16S 680916 680985 1 70 gi|265678595|ref|NR_028900.1| Neisseria animalis 
strain NA 1 16S ribosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

408396 Bacteria_16S 682321 682390 1 70 gi|265678594|ref|NR_028899.1| Neisseria lactamica 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisseria lactamica Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

408396 Bacteria_16S 738446 738515 1 70 gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

408396 Bacteria_16S 757292 757361 1 70 gi| 265678541 |ref|NR_028845.1| Cupriavidus 
respiraculi strain AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 
respiraculi Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
408396 Bacteria_16S 758795 758864 1 70 gi|265678540|ref|NR_028844.1]| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

408396 Bacteria_16S 760347 760416 1 70 gi|265678539|ref|NR_028843.1| Neisseria dentiae 
strain V33 16S ribosomal RNA, partial sequence 759866 761206 Neisseria dentiae Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

408396 Bacteria_16S 809445 809514 1 70 gi| 265678506 |ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

408396 Bacteria_16S 823117 823186 1 70 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
408396 Bacteria_16S 841441 841510 2 cial gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

408396 Bacteria_16S 873290 873359 1 70 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
strain N-1 16S ribosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

408396 Bacteria_16S 892725 892794 1 70 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 


strain LMG 18819 
Proteobacteria; B 
408396 Bacteria_16S 
strain LMG 18106 

Proteobacteria; B 
408396 Bacteria_16S 
strain LMG 16407 


894260 894329 1 70 gi 
16S ribosomal RNA, partial sequence 89 
895795 895864 1 


70 gi 


16S ribosomal RNA, partial sequence 892248 89373 
etaproteobacteria; Burkholderiales; Bu 


etaproteobacteria; Burkholderiales; Bu 


16S ribosomal RNA, partial sequence 895318 89680 


2 Pandoraea sputorum Bacteria; 


rkholderiaceae; Pandoraea. 
265678448|ref|NR_028750.1| Pandoraea pulmonicola 
3783 895267 Pandoraea pulmonicola Bacteria; 
rkholderiaceae; Pandoraea. 
265678447|ref|NR_028749.1| Pandoraea apista 


2 Pandoraea apista Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

408396 Bacteria_16S 937572 937641 1 70 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

408396 Bacteria_16S 942215 942284 1 70 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

408396 Bacteria_16S 943778 943847 1 70 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

408396 Bacteria_16S 945341 945410 1 70 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

408396 Bacteria_16S 946901 946970 1 70 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

408396 Bacteria_16S 948467 948536 1 70 gi|265678413|ref|NR_028715.1| Acidovorax temperans 


strain PHL 16S ribosomal RNA, partial sequence 


947973 949484 Acidovorax temperans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


408396 Bacteria _1 
strain 133 16S ri 
B 
408396 Bacteria_1 
strain 146 16S ri 
B 
408396 Bacteria _1 
psychrophila stra 
psychrophila Bact 


Proteobacteria; 


Proteobacteria; 


Simplicispira. 


408396 Bacteria _1 


strain LMG 4393 1 
Proteobacteria; 


strain S5b2 16S r 
Proteobacteria; B 


408396 Bacteria_16S 
peptidolytica str 


peptidolytica Bac 
Pseudoalteromonas 


408396 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


strain 7-2 16S ri 
Proteobacteria; 


408396 Bacteria_16S 
strain 7-1 16S ri 
B 
408396 Bacteria_16S 
insulare strain K 
Proteob 
408396 Bacteria_16S 


Proteobacteria; 


Bacteria; 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


408396 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


408396 Bacteria_16S 
13501 16S ribosomal RNA, 


Proteobacteria; B 


408396 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


408396 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


408396 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


408396 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


408396 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


408396 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


408396 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


408396 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


408396 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


408396 Bacteria_16S 


B 
408396 Bacteria_16S 


6S 950028 950097 1 70 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
6s 951587 951656 1 70 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
6S 953138 953207 1 70 gi 
in CA 1 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Betaproteobacter 


gi 


6S 954698 954767 1 70 gi 


etaproteobacteria; Burkholderiales; Co: 
1002337 1002406 1 70 gi 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


265678412 


949535 95104 
mamonadace 


265678411 


951100 95259 


6S ribosomal RNA, partial sequence 954207 95569 


1001834 10033 


ref|NR_028714.1 


Acidovorax. 
NR_028713.1 


ae; 
ref 


; Azovibrio. 


1005333 1005402 1 70 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1009819 1009888 1 70 gi 


ocyclaceae 
265678374 
al sequenc 
eria; Alte 


ref 
e 1004861 10063 
romonadales; Ps 


NR_028676.1 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
408396 Bacteria_16S 


1035741 1035810 1 


bosomal RNA, partial sequence 


s 


70 gi 


265678371 


1009316 10108 
hewanellac 


265678354 


1035238 10367 


ref |NR_028673.1 


eae; 
ref 


B 


etaproteobacteria; Burkholderiales; Ox 
1037282 1037351 1 70 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
1051109 1051178 2 71 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1140042 11401111 70 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


1146087 1146156 1 
ibosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; 
1192952 1193021 1 70 

complete sequence 
etaproteobacteria; Burkholderiales; Al 
1197614 1197683 1 70 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1277325 1277394 1 70 gi 
n JC2041 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
1283275 1283344 1 70 gi 


70 gi 


Ox 
gi 


alobacteraceae; 


265678353 


1036784 10382 
mamonadace 


265678343 
10506 
irillales; 
253680763 
quence 
ia; 


253680759 


1145612 11470 
alobactera 


228715722 


1192457 1193978 Borde 
caligenace 


228715504 
e 11971 


219846127 
quence 


219846066 


16S ribosomal RNA, partial sequence 1282800 12842 


bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 


Salini 


rkholderia 


ia; Altero 


; Herbaspiri 
ref |NR_028655.1 


ae; Curvibacter 
ref |NR_028645.1 
31 1052062 Marino 
Marinospirillu 
ref|NR_028011.1 

1139586 114102 
sphaerales; Sali 


ref |NR_028007.1 


; Collimonas 
NR_027537.1 
a hinzii LMG 
ae; Bordetella. 
ref|NR_027534.1 
31 1198567 Ramlib 
les; Comamonadac 
ref|NR_025717.1 
1276861 127826 
monadales; Colwe 
ref|NR_025656.1 


ceae 
ref 
tell 


1389197 139049 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


mamonadaceae; Curvibacter. 

265678410|ref|NR_028712.1| Simplicispira 

uence 952645 954156 Simplicispira 

ia; Burkholderiales; Comamonadaceae; 

265678409|ref|NR_028711.1| Giesbergeria sinuosa 
7 Giesbergeria sinuosa Bacteria; 

mamonadaceae; Giesbergeria. 

265678376|ref|NR_028678.1| Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


0 
e 


Shewanella algae 


53 Shewanella algae Bacteria; 
Shewanella. 
NR_028656.1 
33 Herbaspirillum putei Bacteria; 


Herbaspirillum putei 


llum. 
Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Marinospirillum 
spirillum insulare 


mM. 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Bordetella hinzii LMG 
13501 Bacteria; 


Ramlibacter 

acter tataouinensis 

eae; Ramlibacter. 
Thalassomonas 

8 Thalassomonas 

lliaceae; Thalassomonas. 
Burkholderia hospita 


83 Burkholderia hospita Bacteria; 


etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1359400 1359469 1 70 gi|228720024|ref|NR_027587.1| Burkholderia 
ain E264 16S ribosomal RNA, partial sequence 1358923 1360410 Burkholderia 
4 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
udomallei group. 

1373040 1373109 1 70 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1376133 1376202 1 70 gi|228717818|ref|NR_027567.1| Polaromonas 

CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
teobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

1382063 1382132 1 70 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

1386626 1386695 1 70 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 

ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1388141 1388210 1 70 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 

ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

1389613 1389682 1 70 gi| 228716586 |ref|NR_027553.1| Bdellovibrio 


0 Bdellovibrio 


bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 


Bdellovibrio. 


408396 Bacteria_16S 


ulvae strain UL12 
Bacteria; 


strain B4P 16S ri 
Proteobacteria; 


strain S2 16S rib 
Proteobacteria; B 


408396 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


408396 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


408396 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


408396 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


408396 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


408396 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


408396 Bacteria_16S 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 


408396 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; G 


408396 Bacteria_16S 


strain KMM 227 16 
Proteobacteria; G 


408396 Bacteria_16S 


strain B8 16S rib 
Proteobacteria; B 


408396 Bacteria_16S 


strain B6 16S rib 
Proteobacteria; B 


408396 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


408396 Bacteria_16S 


stercoricanis str 
stercoricanis Bac 


Proteob 
Pseudoalteromonas. 
408396 Bacteria_16S 


B 
408396 Bacteria_16S 


1403022 1403091 1 70 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


1424229 1424298 1 70 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1438172 1438241 1 70 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1456423 1456492 1 70 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1465409 1465478 1 70 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1468417 1468486 1 70 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1471498 1471567 1 70 


gi 


gi 


gi 


Rhodoc 
gi 


ia; Proteobacteria; Betaproteobacteria; 


1472888 1472957 1 70 gi 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


1480634 1480703 1 
ain K601 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 


70 gi 
partial se 
Betaproteo 


qu 
ba 


1533392 15334611 70 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 
1545632 1545701 1 70 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1547146 15472151 70 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1548651 1548720 1 70 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aqua 
1550117 1550186 1 70 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aqua 
1551585 1551654 1 70 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1622853 1622922 1 70 gi 
ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


s 
a; 
gi 
Idi 
gi 

Idi 
gi 


en 
ri: 


eq 
ri 


408396 Bacteria_16S 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 
monadace 
219878370 


Proteobacteria; B 


408396 Bacteria_16S 
agarivorans strain KMM 255 16S ribosomal RNA, partial s 


agarivorans Bacte 
Pseudoalteromonas 


408396 Bacteria_16S 
limicola strain GolChil 16S ribosomal RNA, 


limicola Bacteria 


408396 Bacteria_16S 


denitrificans str 


denitrificans Bacteria; 


Sterolibacterium. 


408396 Bacteria_16S 


1725050 1725119 1 70 gi 


etaproteobacteria; Burkholderiales; Coma 
1753940 1754009 1 70 gi 
eq 
ria; Proteobacteria; Gammaproteobacteria 
1829814 1829883 1 70 gi 
complete seque 
; Proteobacteria; Betaproteobacteria; Rh 
1835866 1835935 1 70 gi 
ain Chol-1S 16S ribosomal RNA, complet 


Proteobacteria; Betaproteobacte 


e 
ri 


1437684 1 
Rhodocycla 
224581416 
ence 1 
riales 
224581409 

1464924 1 
Rhodocycla 
224581407 
4694 
ceae 
224581405 
EY3860 16S ribosomal RNA, partial sequence 


14679421 


219857444 
14026 
nadales; 


224581442 

1423741 14252 
Rhodocyclaceae 
224581429 
4391 
ceae 


, 


ycla 


Burkholderia 
224581402 
1472412 1473865 Burkh 
rkholderia 


219878371 


ence 


219857425 
equence 
Burkhol 


219857261 
1545151 15466 
omarinac 
219857260 
1546665 15481 
omarinac 
219857245 
1548180 15495 


ales; 


219878461 


uence 
a; 


uence 


, 


219878316 


nce 


a; 


1878533 1878602 1 70 gi 


219878282 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 


4559 


4664 
ceae 


cteria; 


bacterium. 
219857244 
1549646 15510 
bacterium. 
219857243 
ce 15511 


Burkh 
219878391 


Alteromona 


odocycla 
219878311 

sequence 
Rhodo 


ref |NR_025032.1 


Pseudoalteromona 


ref|NR_027224.1 


¢ Th 
ref 


auera. 
NR_027211.1 
; Th 
ref 


auera. 
NR_027197.1 
Alcaligenaceae; 
ref|NR_027190.1 
33 Azoarcus 
; Azoarcus. 
ref|NR_027188.1 
14 Zoogloea 
; Zoogloea. 
ref|NR_027186.1 

1471041 147236 
les; Alcali 
NR_024882.1 
ria ambifar 
Burkholde 


ref 
olde 
ceae; 
ref|NR_025510.1 

1480151 148165 
Burkholderiales; 
ref|NR_025013.1 

1532915 153432 
deriales; Burkho 
ref |NR_024892.1 
Idiomarina 
NR_024891.1 


eae; 
ref 


eae; Idiomarina. 
ref |NR_024875.1 
95 Aquabacterium 


ref |NR_024874.1 
61 Aquabacterium 


ref |NR_024871.1 
12 1552529 Aquaba 
Aquabacterium. 
ref|NR_025600.1 
1622384 162383 
olderiales; Alca 
ref |NR_025530.1 


ae; Comamonas. 
ref|NR_025509.1 

1753455 175495 
dales; Pseud 


ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref|NR_025421.1 


05 1403959 Pseudo 
d 


g' 


i 
r 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Achromobacter 


66 1457283 Achromobacter ruhlandii 
Ac 


hromobacter. 
Azoarcus buckelii 


buckelii Bacteria; 


Zoogloea resiniphila 


resiniphila Bacteria; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Burkholderia 
2 Burkholderia 


lderiaceae; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Sutterella 

8 Sutterella 
ligenaceae; Sutterella. 
Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Propionivibrio 

7 Propionivibrio 
eae; Propionivibrio. 
Sterolibacterium 

8 Sterolibacterium 
yclaceae; 


Limnobacter 


1878060 187954 


7 Limnobacter 


408396 Bacteria_ 
strain DSM 11334 
Proteobacteria; 

408396 Bacteria_ 
strain LMG 1945, 
Proteobacteria; 

408396 Bacteria_ 


nitrativorans str 
nitrativorans Bac 


408396 Bacteria_ 


strain Se-1111R 1 
B 
408396 Bacteria _1 
denitrificans str 
denitrificans Bac 


Proteobacteria; 


Thiobacillus. 


408396 Bacteria _1 
subsp. parafaecal 
subsp. parafaecal 


Alcaligenes. 


408396 Bacteria_1 
frisingense strai 
frisingense Bacte 


Herbaspirillum. 


408396 Bacteria_1 


strain 47Lol 16S 
Proteobacteria; 


Bacteria; 


sibiricum strain 
Bacteria; 


hongkongensis Bac 


408396 Bacteria_16S 


strain ICPB 3636 
Proteobacteria; 


ruthenica strain 
Bacteria; Proteob 


Pseudoalteromonas. 
408396 Bacteria_16S 


issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 


408396 Bacteria_16S 


strain DSM 11853 


Proteobacteria; B 


408396 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


408396 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


408396 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


408396 Bacteria_16S 


flavipulchra stra 
flavipulchra Bact 


Pseudoalteromonas. 
408396 Bacteria_16S 


strain L2-TR 16S 


Proteobacteria; G 


408396 Bacteria_16S 


strain KF46F 16S 


B 


B 


B 
408396 Bacteria_16S 
defragrans strain 
Proteob 
408396 Bacteria_16S 


Firmicu 
408396 Bacteria_16S 
henchirensis stra 
henchirensis Bact 
408396 Bacteria_16S 
hongkongensis str 


B 
408396 Bacteria_16S 


16S 1897204 1897273 1 70 gi 
etaproteobacteria; Burkholderiales; Al 
16S 1898746 1898815 1 70 gi 
R8846 16S ribosomal RNA, partial seque 


etaproteobacteria; Burkholderiales; Al 


16S 1936270 1936339 1 70 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
16S 1946994 1947063 1 70 gi 


etaproteobacteria; Burkholderiales; Al 
6S 1963724 1963793 1 70 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


6S 1965244 1965313 1 70 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


6S 1971044 1971113 1 70 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


6S 2069064 2069133 1 70 

ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2073701 2073770 1 70 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2104285 2104352 1 68 gi 
Z-7981 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
2178406 2178475 1 70 gi 
in TMB834 16S ribosomal RNA, partial s 
eria; Proteobacteria; Betaproteobacter 
2229879 2229948 1 70 gi 
ain HKU1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Betaproteobacte 
2265115 2265184 1 70 gi 


gi 


etaproteobacteria; Neisseriales; Neiss 
2271269 2271338 1 70 gi 
KMM300 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


2272741 2272810 1 70 gi 
ain KMM 3549 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


2274300 2274369 1 70 gi 
etaproteobacteria; Burkholderiales; Bu 
2275834 2275903 1 70 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
2277387 2277456 1 70 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2283473 2283542 1 70 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2290937 2291006 1 70 gi 
in NCIMB2033 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


2298445 2298514 1 70 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 


gi 


16S ribosomal RNA, partial sequence 1896710 18982 


caligenace 


nce 
ca 


eq 
ri 


6S ribosomal RNA, partial sequence 1946525 19480 
ca 


ia 
cl 


ob 


ue 
ar 


2068593 20700 
oc 


en 
Esa 8 


en 
id 
eq 


ia 


qu 
ri 


16S ribosomal RNA, partial sequence 2264632 22660 
er 


en 
na 


1 
er 


16S ribosomal RNA, partial sequence 2273825 22753 
rk 


nc 
ri: 


e 
oc 


2282981 22844 
et 


1 


ri 


2297982 22993 
di 


2304455 2304524 1 70 gi 
ribosomal RNA, partial sequence 


219878265 


219878264 
e 18982 


219878237 
uence 

a; 
219878230 


ligenace 
219878219 
1 sequen 
a; Hydro 


219878218 
sequence 
acteria; 


219878214 
nce 
Burkhol 


219878144 


yclaceae 
219878141 
ce 20732 
ales; Al 
219878117 
ce 21038 
iaceae; 

219857614 
uence 

; Burkho 
219857579 
ence 

a; Neiss 
219857556 


iaceae; 

219857552 
ce 22707 
dales; P 


219857551 
sequence 
ia; Alte 


219857550 


holderia 
219857549 
e 22753 
ales; Bu 
219857548 
22768 
cales; M 
219857544 


hylococec 
219857538 
sequence 
a; Alter 
219857531 


omarinac 


ligenace 


Burkh 


ref|NR_025404.1 
ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Brack 
ae; Brackiella. 
ref|NR_025376.1 

1935800 193729 
olderiales; 
ref|NR_025369.1 


ae; Bordetella. 

ref |NR_025358.1 
ce 1963237 196474 
geno 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalo 


ref |NR_025283.1 


; Thauera. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref |NR_025203.1 
177978 217937 
lderiales; Coma 
ref|NR_025167.1 

2229404 223086 
eriales; Neisser 
ref|NR_025144.1 


is} 


Simonsiella. 
ref|NR_025140.1 
90 2272278 Pseudo 
seudoalteromonad 


ref|NR_025139.1 
2272329 227377 
romonadales; Pse 


ref|NR_025138.1 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025132.1 
79 Methylobacter 
aceae; Methylob 


2919 


omonadales; Pse 


ref|NR_025119.1 


Idiomarina. 


eae; 


219857526 


i 


Coma: 


philales; Hy 


b 


monadaceae; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Bordetella petrii 


20 Bordetella petrii Bacteria; 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


’ 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Anoxynatronum 
atronum sibiricum 


Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 


udoalteromonadaceae; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Cupriavidus 

vidus campinensis 
Cupriavidus. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 
Pseudoalteromonas 

9 Pseudoalteromonas 
doalteromonadaceae; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


ref|NR_025114.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 


Xenophilus azovorans 


2303983 2305466 Xenophilus azovorans Bacteria; 


408396 Bacteria_ 


strain K24 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408396 Bacteria_ 


strain KCTC 12005 
Betaproteobacteria; Burkholderiales; Comamonadace 


Proteobacteria; 
408396 Bacteria_ 
strain IPT10 16S 
Proteobacteria; 

408396 Bacteria_ 


denitrificans str 
denitrificans Bac 


408396 Bacteria_ 
strain LMG 16225 
Proteobacteria; 

408396 Bacteria_ 


caledonica strain 
caledonica Bacter 


408396 Bacteria_ 


strain SPS-1037 1 


Proteobacteria; 
408396 Bacteria_ 


quisquiliarum str 
quisquiliarum Bacteria; 


Methylosarcina. 
408396 Bacteria_ 


strain AML-C10 16 


Proteobacteria; 
408396 Bacteria_ 


kellyi strain BII 
Proteob 


Bacteria; 
408396 Bacteria_ 


strain DSM 1105 1 


Proteobacteria; 
408396 Bacteria_ 


strain KMM 3299 1 


Proteobacteria; 


strain 3CB-1 16S 
Proteobacteria; 
Proteobacteria; 


strain LMG 3413 1 
Proteobacteria; 


408396 Bacteria_16S 
palleronii strain 
palleronii Bacter 
408396 Bacteria_16S 


strain CCUG 2113 
Proteobacteria; 


408396 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; 


408396 Bacteria_16S 
strain CKB 16S ribosomal RNA, partial sequence 
B 


Proteobacteria; 


intermedia strain 
Bacteria; Proteob 


408396 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


408396 Bacteria_16S 


strain BS5-8 16S 


Betaproteobacteria; Burkholderiales; Bu 


Betaproteobacteria; Rhodocyclales; 
408396 Bacteria_1 
strain MF63 16S r 
Betaproteobacteria; Rhodocyclales; 
408396 Bacteria_1 


16S 2307554 2307623 1 70 gi 


16S 2386247 2386316 1 70 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria; 
16S 2410619 2410688 1 70 gi 


S ribosomal RNA, partial sequence 
16S 2424540 2424609 1 70 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
16S 2436447 2436516 1 70 gi 


16S 2442544 2442613 1 70 gi 


6S 2447131 24472001 70 gi 


ria; Proteobacteria; Gammaproteobacter 


6S 2498304 2498373 1 70 
ribosomal RNA, partial sequence 


gi 


6S 2499843 2499912 1 70 
ibosomal RNA, partial sequence 


gi 


6S 2531741 2531810 1 70 gi 


2543208 2543277 1 70 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria; 
2544765 2544834 1 70 gi 


Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
2546321 2546390 1 70 gi| 219857346 |ref|NR_024934.1 
16S ribosomal RNA, partial sequence 2545837 2547323 Hylemo 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 
2618653 2618722 1 70 gi| 219857253 |ref|NR_024884.1 


ribosomal RNA, partial sequence 


219857524 
2307079 23085 


rkholderiaceae; 
219857469 
sequence 


219857453 
6S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Tepidimonas. 


2413261 24147 
Gammaproteobacteria; Methylococcales; Methylococc 
219857442 


al 
219857430 
6S ribosomal RNA, partial sequence 2436004 24374 
Betaproteobacteria; Burkholderiales; Bu 


219857384 

2497830 24993 
Rhodoc 
219857382 

2499368 25008 
Rhodoc 
219857356 
6S ribosomal RNA, partial sequence 2531266 25327 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
219857348 


219857347 
16S ribosomal RNA, partial sequence 2544276 25457 


2618180 26196 
etaproteobacteria; Rhodocyclales; Rhodoc 
408396 Bacteria_16S 


2644655 2644724 1 70 gi|219857228|ref|NR_024856.1 

S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrog 

acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy 
2646197 2646266 1 70 gi|219857227|ref|NR_024855.1 

asp 66 16S ribosomal RNA, partial sequence 2645713 264719 

ia; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocycl 
2649202 2649271 1 70 gi|219857225|ref|NR_024853.1 


ref|NR_025112.1 
60 Pigmentiphaga 


Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphag 
16S 2315099 2315168 1 70 gi|219857519|ref|NR_025107.1 
16S ribosomal RNA, partial sequence 23146 


ae; Comamonas. 


Burkholde 
ref|NR_025057.1 

2385781 238725 
Burkholderiales; Burkhol 
ref|NR_025041.1 


aceae; Methylosa 
ref|NR_025030.1 
2424042 2425535 Haloth 
Halothiobacillaceae; 
ref|NR_025018.1 


es; 


Cupriavidu 
ref|NR_025012.1 
Shewanella 
ref|NR_025009.1 

2446675 244812 
Alteromonadales; 


ref |NR_024972.1 


yclaceae; Th 
ref 


auera. 
NR_024970.1 


yclaceae; Az 
ref 


oarcus. 
NR_024944.1 


Cupriavidu 
ref|NR_024936.1 
equence 2542716 254422 
Burkholderiales; Comamon 
ref|NR_024935.1 


85 Dechloromonas 
; Dechloromonas 


yclaceae 


r 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Comamonas koreensis 


34 2316097 Comamonas koreensis Bacteria; 


16S 2330190 2330259 1 70 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 2352782 2352851 1 70 gi|219857492|ref|NR_025080.1| Comamonas 

ain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 

teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
16S 2384723 2384792 1 70 gi|219857470|ref|NR_025058.1| Burkholderia fungorum 
16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia fungorum Bacteria; 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


16S 2412181 2412250 1 70 gi|219857452|ref|NR_025040.1| Methylosarcina 

ain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

16S 2413747 2413816 1 70 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 
rkholderiaceae; 
219857424 
6S ribosomal RNA, partial sequence 2442080 24435 
Gammaproteobacteria; Alteromonadales; 
408396 Bacteria _1 
maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas. 
408396 Bacteria _1 


s. 
Shewanella japonica 


41 Shewanella japonica Bacteria; 
Shewanellaceae; 
219857421 
n KMM636 16S ribosomal RNA, partial sequence 

ia; 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 

Hydrogenophaga 

5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Dechloromonas agitata 
agitata Bacteria; 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 
Propionivibrio 

7 Propionivibrio 
aceae; Propionivibrio. 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 


Azonexus fungiphilus 


2648722 2650196 Azonexus fungiphilus Bacteria; 


408396 Bacteria_16S 
6a3 16S ribosomal 
Betaproteobacteria; 
408396 Bacteria_16S 


2650705 2650774 1 


RNA, partial sequence 


Rhodocyclales; 
2652236 2652305 1 


70 


2650247 2651682 Azospira 
Rhodocyclaceae; Azospira. 


70 


strain VB32 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408396 Bacteria_16S 
strain SWub3 16S 
Proteobacteria; 

408396 Bacteria_16S 


subterraneus strain C55 16S ribosomal RNA, partial sequence 26742 
Proteobacteria; Betaproteobacteria; Thiobacter. 


Bacteria; 
408396 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 

408396 Bacteria_16S 


2653722 2653791 1 


2674705 2674774 1 


2718121 2718190 1 
Proteobacteria; 


2743726 2743795 1 


Betaproteobacteria; Rhodocyclales; 


70 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


70 


70 


strain CPW301 16S ribosomal RNA, partial 
Bacteria; 


70 


strain T7 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408396 Bacteria_16S 


nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
nitroreducens Bacteria; 


Diaphorobacter. 
408396 Bacteria_16S 


2749428 2749497 1 
Proteobacteria; 


2779695 2779764 1 


70 


Betaproteobacteria; 


70 


strain AP3 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408396 Bacteria_16S 


2835481 2835550 1 


70 


gi| 219857224 


gi|219857223 


2651733 26532 
Rhodocyclaceae; 


gi| 219857222 


2653267 26546 
Rhodocyclaceae; Az 


gi|219857206 


gi|219857176 


gi|219857158 
2743252 27 


gi] 219857154 


gi| 219857130 
2779259 27806 


Gammaproteobacteria; Thiotrichales; Thiotrichaceae; 


gi| 219856900 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 28349 


Bacteria; 
408396 Bacteria_16S 


2847684 2847753 1 


Proteobacteria; Betaproteobacteria; Burkholderi 


70 


ales; 


gi|219856892 


strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 28487 


408396 Bacteria_16S 


saccharophila strain DSM 654 16S ribosomal RNA, partial 
saccharophila Bacteria; Proteobacteria; Betaproteobacte 


408396 Bacteria_16S 


ea 
2 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; 

2 


408396 Bacteria_16S 
huttiense strain 


Herbaspirillum. 
408396 Bacteria_16S 
minutulum strain 


408396 Bacteria_16S 
strain IFO 16068 


408396 Bacteria_16S 
strain BSB411 16S 
Proteobacteria; 
408396 Bacteria_16S 
strain SG3902 16S 
Firmicutes; 
408396 Bacteria_16S 
strain CreCitl 16 
Proteobacteria; 
408396 Bacteria_16S 


dicarboxylicus strain CreMall 16S ribosomal RNA, partial 
dicarboxylicus Bacteria; 


Propionivibrio. 
408396 Bacteria_16S 


ribosomal RNA, 


2849245 28493141 


2861660 2861729 1 


2867832 2867901 1 


2927496 2927565 2 


2954631 2954698 1 


3013985 3014054 1 


3017058 3017119 7 


Halanaerobiales; 


3053476 3053545 1 


3055018 3055087 1 
Proteobacteria; 


3059570 3059639 1 


70 


70 


70 


ATCC 14670 16S ribosomal RNA, partial 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; 


ree 


ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


68 


70 


complete sequence 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


68 


ribosomal RNA, partial sequence 


Clostridia; Halobacteroidaceae; 


70 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


70 


Betaproteobacteria; 


70 


strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408396 Bacteria_16S 


3061111 3061180 1 


70 


219856891 
sequence 

ia; 
19856883 


gi 


gi 


19856879 
sequence 


gi 


219856838 
sequence 


gi 


gi| 219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219846914 
3013492 30150 


gi| 219846912 
3016582 30179 


gi| 219846886 
3052993 30544 


219846885 
sequence 


gi 


gi| 219846882 
3059104 30605 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 


mechernichensis Bacteria; 


408396 Bacteria_16S 
limneticum strain 
Bacteria; 
408396 Bacteria_16S 


Proteobacteria; 
3074407 3074476 1 


3077467 3077536 1 


Betaproteobacteria; 


70 


70 


cda-1 16S ribosomal RNA, partial sequence 30739 
Proteobacteria; Betaproteobacteria; Rhodocycl 


Thauera. 
gi| 219846881 |ref|NR_026473.1 
3060645 306213 
Rhodocyclales; Rhod 
gi| 219846872 |ref|NR_026464.1 
12 3075441 Ferrib 
ales; Rhodocyclaceae; Ferr 
gi|219846870|ref|NR_026462.1 


caribensis strain MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


sequenc 


Betaproteobacteria; Burkho 


447 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Burkholderiales; 


Burkho 


Burkholderiales; 
sequence 
Burkholderi 


Burkholderial 


Oceanospiril 


Rhodocyc 


ref |NR_024852.1 


ref |NR_024851.1 


Az 
ref 


oarcus. 
NR_024850.1 


oarcus. 


ref|NR_024834.1 


ref|NR_024804.1 
e 2717632 271910 
lderiales; 
ref|NR_024786.1 
Delftia. 


ref |NR_024782.1 
2748935 275045 


ref |NR_024758.1 
Thiothrix. 
ref|NR_024721.1 
92 2836452 Burkho 
lderiaceae; 
ref|NR_024711.1 
Delftia. 
ref|NR_024710.1 
2848765 285026 
Coma: 
ref|NR_024702.1 
2861171 286267 
ales; Comamo 
NR_024698.1 
4 
Oxalobac 


ref 
es; 


ref|NR_024657.1 

2927022 292847 
lales; Marin 
ref |NR_024639.1 
Gordoniacea 
ref|NR_026506.1 
Acidovorax. 


ref |NR_026504.1 


ref |NR_026478.1 
Formivibrio. 
NR_026477.1 
3054533 305602 
lales; Rhodo 


ref |NR_026474.1 


oryzae Bacteria; 


Azospira oryzae strain 
Proteobacteria; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Thiobacter 


15 2675666 Thiobacter subterraneus 


Herbaspirillum 
5 Herbaspirillum 


Oxalobacteraceae; 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 


Comamonadaceae; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Delftia acidovorans 


14 Delftia acidovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Herbaspirillum 
5 Herbaspirillum 
teraceae; 


Marinospirillum 

7 Marinospirillum 
ospirillum. 

Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Orenia salinaria 


18 Orenia salinaria Bacteria; 
Orenia. 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Thauera 

5 Thauera 
ocyclaceae; Thauera. 
Ferribacterium 
acterium limneticum 
ibacterium. 


3076975 307840 


Burkholderia 
6 Burkholderia 


408396 Bacteria_16S 3113534 3113603 1 70 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
strain DSM 12081 16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

408396 Bacteria_16S 3130152 3130209 7 64 gi|219846835|ref|NR_026427.1| Halanaerobacter 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 3129667 3131049 Halanaerobacter 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
408396 Bacteria_16S 3221125 32211941 70 gi|219846773|ref|NR_026365.1| Janthinobacterium 
lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 
408396 Bacteria_16S 3222644 3222713 1 70 gi|219846772|ref|NR_026364.1| Janthinobacterium 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 3222170 3223638 Janthinobacterium 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Janthinobacterium. 

408396 Bacteria_16S 3269368 3269437 1 70 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 


strain Feox-1 16S 
Proteobacteria; B 


408396 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


408396 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


408396 Bacteria_16S 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


408396 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


408396 Bacteria_16S 


carrageenovora st 


Pseudoalteromonas ca 


Pseudoalteromonad 


408396 Bacteria_16S 


G 
408396 Bacteria_16S 


ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3350005 3350074 1 70 gi 


etaproteobacteria; Burkholderiales; Bu 
3386698 3386767 1 70 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3419890 3419959 1 70 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
3421368 3421437 1 70 gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
3422852 34229211 70 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
3424335 3424404 1 70 gi 
rain ATCC 12662 16S ribosomal RNA, par 


aceae; Pseudoalteromonas. 


3425812 3425881 1 70 gi 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 


aurantia Bacteria 
Pseudoalteromonas 


408396 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


408396 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


408396 Bacteria_16S 


strain 106 16S ri 
Proteobacteria; B 


408396 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


408396 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


408396 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


408396 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


408396 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


408396 Bacteria_16S 


strain 34-P 16S r 


; Proteobacteria; Gammaproteobacteria; 


3427294 3427363 1 70 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


3522409 3522478 1 70 gi 
etaproteobacteria; Rhodocyclales; Rhod 
3556213 3556282 1 70 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3586495 3586564 1 70 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3589590 3589659 1 70 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Id 
3627289 3627358 1 70 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3718341 3718410 1 70 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


3767434 3767503 1 70 gi 
SEBR 2840 16S ribosomal RNA, partial 
ia; Proteobacteria; Deltaproteobacteri 


3794568 3794637 1 70 
ibosomal RNA, partial sequence 


gi 


pt 


H 
en 


na 


al 
ri 


ia 
er 


ti 


eq 


eq 


, 


Oc 


Oc 


et 


eo 


le 


eq 


a; 


se 
a; 


3268876 32703 


othrix. 


219846684 
6S ribosomal RNA, partial sequence 3349528 33510 
rk 
219846658 


holderia 


33862 


ce 34194 
dales; P 


219846630 


sequenc 
a; Alter 


219846629 


1 sequen 
ia; Alte 


219846628 


al seque 


219846627 


uence 


Alteromon 


219846626 


uence 
Alteromo 


219846561 
6S ribosomal RNA, partial sequence 3521933 35234 


yclaceae 


219846538 
3555718 35572 


yclaceae 


219846518 
3585997 35874 


hylococec 


219846516 
3589120 35906 


nella. 


219846487 


36267 


s; Neiss 


219846424 


uence 
Chromat 


219846386 


quence 
Desulfo 


219846367 
3794096 3795549 Polaromonas vacuolata Bacteria; 


alomonad 
219846631 


ref |NR_026276.1 


; Paucimona 
NR_026250.1 


ceae 
ref 


aceae; Halomonas 
ref|NR_026223.1 
18 3420843 Pseud 
seudoalteromona 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pse 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Ps 


ref 
nce 


NR_026220.1 
342386 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref |NR_026153.1 


¢ Th 
ref 


auera. 
NR_026130.1 
7 ZO 
ref 


ogloea. 
NR_026110.1 


acea 
ref 


e; Methylomo 
NR_026108.1 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026015.1 

3717841 371934 
iales; Halothiob 


ref|NR_025977.1 
3766971 376838 
vibrionales; Des 


ref|NR_025958.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 


19 3387691 Halomo 


Oo 


d 


u 


e 


96 Leptothrix mobilis Bacteria; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
Ss. 


Halomonas eurihalina 

nas eurihalina Bacteria; 
Pseudoalteromonas 

alteromonas rubra 

aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 


1lteromonadaceae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Methylomonas fodinarum 


56 Methylomonas fodinarum Bacteria; 


nas. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ric. 

Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Polaromonas vacuolata 


408396 Bacteria_16S 


strain 18323 16S 


3803647 3803716 1 


3805161 3805230 1 


70 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
408396 Bacteria_16S 


70 


gi| 219846360 


ref|NR_025951.1| Bordetella pertussis 


3803146 3804609 Bordetella pertussis Bacteria; 


gi| 219846359 


parapertussis strain 522 16S ribosomal RNA, partial sequence 


parapertussis Bacteria; 
408396 Bacteria_16S 


3806675 3806744 1 


Proteobacteria; 


Betaproteobacteria; 


70 


gi|219846358 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 


bronchiseptica Bacteria; 
408396 Bacteria_16S 


3815901 3815970 1 


Proteobacteria; 


70 


Betaproteobacteria; 


gi|219846352 


hydrothermalis strain R3 16S ribosomal RNA, partial sequence 


hydrothermalis Bacteria; 


Halothiobacillus. 


408396 Bacteria_16S 


3853737 3853806 1 


Proteobacteria; 


70 


strain SS-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


408396 Bacteria_16S 


3875074 3875143 1 


70 


Gammaproteobacteria; 


gi| 219846326 


Chromatiales; 


Bordetella. 
ref|NR_025950.1] Bordetella 
3804660 3806123 Bordetella 


Burkholderiales; Alcaligenaceae; Bordetella. 


ref|NR_025949.1| Bordetella 
3806174 3807637 Bordetella 


Burkholderiales; Alcaligenaceae; Bordetella. 


ref |NR_025943.1| Halothiobacillus 
3815400 3816903 Halothiobacillus 

Halothiobacillaceae; 

ref 


NR_025916.1| Leptothrix discophora 


3853246 3854730 Leptothrix discophora Bacteria; 


gi| 219846312 


ref|NR_025902.1| Neisseria weaveri 


strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


408396 Bacteria_16S 


3933304 39333657 


68 


strain HT31 16S ribosomal RNA, partial sequence 


Spirochaetes; 


strain ATH 2.2.1 


Spirochaetales; 
408396 Bacteria_16S 


3961301 39613701 


Spirochaetaceae; Borrelia. 


70 


gi| 219846271 


Neisseria. 


ref|NR_025861.1| Borrelia miyamotoi 


3932829 3934196 Borrelia miyamotoi Bacteria; 


gi|219846251 


16S ribosomal RNA, partial sequence 3960828 39622 


Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 


408396 Bacteria_16S 


3962804 3962873 1 


70 


strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
408396 Bacteria_16S 


strain 2761 16S 


3964311 3964380 1 


3971659 3971728 1 


70 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
408396 Bacteria_16S 


70 


gi|219846250 
3962329 39637 


gi|219846249 
3963836 39652 


gi| 219846244 


denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; 
408396 Bacteria_16S 


strain IAM 12670 


3973160 3973229 1 


3983214 3983283 1 


Proteobacteria; 


Betaproteobacteria; 


70 


70 


gi| 219846243 


16S ribosomal RNA, partial sequence 3972687 39741 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
408396 Bacteria_16S 
strain CL-SP19 16S ribosomal RNA, partial sequence 


gi| 219846236 
3982735 39841 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


408396 Bacteria_16S 


4010091 4010160 1 


70 


strain R22 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


408396 Bacteria_16S 
strain ATCC 15466 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 
408396 Bacteria_16S 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 


4037449 4037518 1 


4052426 4052495 1 


70 


70 


gi|219846216 
4009610 40110 


219846198 
40370 


gi 


gi 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


Pseudoalteromonas. 


408396 Bacteria_16S 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial 
violaceinigra Bacteria; 
408396 Bacteria_16S 


strain CLN-1 16S 


4059946 4060015 1 


Proteobacteria; 
4081274 4081343 1 


70 


Betaproteobacteria; 


70 


ribosomal RNA, partial sequence 


gi 


gi|219846165 
4080799 40822 


Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 


408396 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; 


insolitus strain 
insolitus Bacteria; 


408396 Bacteria_16S 
thermodepolymerans strai 
thermodepolymerans Bacteria; 


Schlegelella. 


408396 Bacteria_16S 


4085852 4085913 7 


Clostridiales; 
4175813 4175882 1 


4177298 4177367 1 


68 


ribosomal RNA, partial sequence 
Clostridia; 
408396 Bacteria_16S 

strain LMG 5911 16S ribo 
Proteobacteria; Betaproteobacteria; 
408396 Bacteria_16S 
LMG 600 


Syntrophomonadaceae; 


70 


70 


gi|219846162 
4085324 40868 
Syntr 


gi|219846096 


somal RNA, partial sequence 4175338 41767 
Burkholderiales; Alcaligenace 


gi| 219846095 


3 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholde 


4189542 41896111 


4194140 4194209 1 


70 


n K14 16S ribosomal RNA, partial 
Proteobacteria; 


70 


219846083 
sequence 


gi 


Betaproteobacteria; 


gi|219846079 


Burkholderiales; 


ref|NR_025841.1| Rubrivivax gelatinosus 
78 Rubrivivax gelatinosus Bacteria; 


ref|NR_025840.1| Rhodoferax fermentans 
85 Rhodoferax fermentans Bacteria; 
Rhodoferax. 


ref|NR_025839.1| Rhodocyclus tenuis 

95 Rhodocyclus tenuis Bacteria; 
Rhodocyclus. 

ref|NR_025834.1] Brachymonas 


3971185 3972636 Brachymonas 
Comamonadaceae; Brachymonas. 
ref |NR_025833.1| Duganella zoogloeoides 
37 Duganella zoogloeoides Bacteria; 
Duganella. 
ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 

eae; Idiomarina. 
ref|NR_025806.1| Idiomarina ramblicola 
68 Idiomarina ramblicola Bacteria; 

eae; Idiomarina. 


ref|NR_025788.1| Thiomonas intermedia 
01 4038390 Thiomonas intermedia Bacteria; 
ref|NR_025775.1| Pseudoalteromonas 


28 4053458 Pseudoalteromonas aliena 
seudoalteromonadaceae; 


ref|NR_025770.1] Duganella 

e 4059499 4060937 Duganella 

olderiales; Oxalobacteraceae; Duganella. 
ref|NR_025755.1| Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


ref|NR_025752.1] Syntrophomonas curvata 
82 Syntrophomonas curvata Bacteria; 
ophomonas. 
ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacter. 
ref|NR_025685.1] Achromobacter 
4176834 4178306 Achromobacter 
riales; Alcaligenaceae; Achromobacter. 
ref|NR_025673.1] Schlegelella 
4189049 4190565 Schlegelella 
Burkholderiales; Comamonadaceae; 


Achromobacter spanius 
Spanius Bacteria; 


ref|NR_025669.1| Kerstersia gyiorum 


strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 


408396 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacte 
408396 Bacteria_16S 
translucida strai 
translucida Bacte 
Pseudoalteromonas 
408396 Bacteria_16S 
paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas. 
408396 Bacteria_16S 
collagenovorans s 
collagenovorans B 
408396 Bacteria_16S 


strain DSM 20475 
Firmicutes; 


Proteobacteria; 


strain J72 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_16S 
1139 16S ribosoma 


Bacillales; Bacil 


408396 Bacteria_16S 


strain Esulfidel 
Proteobacteria; 


Bacteria; 
strain LMG S-1926 


Bacteria; Actinob 
Corynebacterium. 


408396 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


408396 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


408396 Bacteria_16S 
16S ribosomal RNA, partial sequence 2598095 25994 


strain SMCC W459 
Firmicutes; Clost 


408396 Bacteria_16S 


strain M408/89/1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Corynebacterium. 
408396 Bacteria_16S 3551568 3551635 1 68 gi|219846542 


strain IndiB4 16S 
Firmicutes; Clost 


408396 Bacteria_16S 


strain SEBR 2582 


Proteobacteria; D 


408396 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


408396 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


408396 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


408396 Bacteria_16S 


strain 653 16S ri 
Firmicutes; Clost 


408396 Bacteria_16S 


strain HKI0088 16 
Actinobacteria; A 


Clost 
408396 Bacteria_16S 
strain 6111 16S r 
G 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 
ayderensis strain 
Firmicu 
408396 Bacteria_16S 


4195613 4195682 1 70 gi 
n JC2044 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
4213693 4213762 1 70 gi 
n KMM 520 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
4215247 4215316 1 70 gi 
ain KMM 3548 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


1 


187273 187341 1 69 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
224174 224234 8 68 gi 


ri 


ridia; Clostridiales; Peptococcaceae; 
699062 699132 1 71 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; 
789451 789517 2 68 


bosomal RNA, partial sequence 


Chro: 
gi 


Cory 
gi 


ne 
1087040 1087110 1 

1 RNA, complete sequence 
laceae; Bacillus. 
1215649 1215719 1 


cat 


g) gi 


ridia; Clostridiales; 
3201524 3201591 1 


Peptococcaceae; De 


68 gi 


ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; Ca 


219846078 
quence 
ia; 


219846064 
eria; Alte 


265678938 
quence 


265678913 
16S ribosomal RNA, partial sequence 223682 22507 
Peptococcu 
265678583 
698584 69993 
matiaceae; 
265678519 
789013 79048 


265678318 
1086532 1088056 Bacil 


224581404 
16S ribosomal RNA, partial sequence 1215201 12166 


ammaproteobacteria; Oceanospirillales; Halomonad 
1554614 1554678 7 71 gi| 219857209 
ABO4 16S ribosomal RNA, partial sequence 15541 
tes; Bacillales; Bacillaceae; Anoxybacillus. 
2324252 2324319 1 68 gi| 219857513 
4 16S ribosomal RNA, partial sequence 23238 
acteria; Actinobacteridae; Actinomycetales; Cory 
2527152 2527219 1 68 gi| 219857359 
in S1 16S ribosomal RNA, partial sequence 25266 
tes; Clostridia; Clostridiales; Peptococcaceae; 
2575513 2575581 2 70 gi| 219857284 
rain UCD-1 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Betaproteobacteria; Burk 
2598571 2598638 1 68 gi| 219857269 


219846787 
16S ribosomal RNA, partial sequence 3201064 32024 


3551089 35526 


sequence 


diales; 


bacterin 


sulfotom 


loramato 


4066068 4066132 7 71 gi 


eltaproteobacteria; Desulfovibrionales; 


3556 3623 1 68 gi 


408396 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


219846175 
16S ribosomal RNA, partial sequence 4065569 40669 


265679061 


Desulfov 


Oceano 
219846065 
equence 

ia; Altero 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


ref|NR_025668.1 
195136 419657 
spirillales; Hah 
ref|NR_025655.1 

4213214 421471 


monadales; Pseud 


rs 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


ref |NR_029246.1 
186799 188298 
Clostridiaceae; Clostridium. 
ref|NR_029221.1| Peptococcus niger 
4 Peptococcus niger Bacteria; 
Ss. 
ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 
Thiocystis. 
ref |NR_028823.1| Gordonia sinesedis 
6 Gordonia sinesedis Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028620.1| Bacillus akibai strain 
lus akibai Bacteria; Firmicutes; 


Clostridium 
Clostridium 


ref|NR_027185.1| Halomonas sulfidaeris 
30 Halomonas sulfidaeris Bacteria; 
aceae; Halomonas. 

ref |NR_024837.1 
24 1555535 Anoxyb 


Anoxybacillus 
acillus ayderensis 


ref|NR_025101.1 
67 2325209 Coryne 
nebacterineae; C 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


ref|NR_024947.1] Desulfotomaculum 

73 2528174 Desulfotomaculum alkaliphilum 

Desulfotomaculum. 

ref|NR_024915.1 
2575008 257651 

holderiales; Alcaligenaceae; Taylorella. 

ref|NR_024900.1| Desulfotomaculum putei 

55 Desulfotomaculum putei Bacteria; 

aculum. 

ref |NR_026379.1| Corynebacterium phocae 

50 Corynebacterium phocae Bacteria; 

eae; Corynebacteriaceae; 


Taylorella 
2 Taylorella 


ref|NR_026134.1| Caloramator indicus 
03 Caloramator indicus Bacteria; 

ty 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref |NR_029369.1 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Legionella erythra 


16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

21608 21675 as 68 gi| 265679049 |ref|NR_029357.1| Propionispira arboris 
ibosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
ridia; Clostridiales; Veillonellaceae; Propionispira. 

24751 24818 1 68 gi| 265679047 |ref|NR_029355.1| Clostridium 
rain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

26223 26290 1 68 gi|265679046|ref|NR_029354.1| Clostridium roseum 
bosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

65622 65689 1 68 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

83569 83636 1 68 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
somal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 


ridiales; Ruminococcaceae; Anaerofilum. 


408396 Bacteria_16S 
pentosovorans str 
pentosovorans Bac 
408396 Bacteria_16S 

G33 16S ribosomal RNA, 
Actinobacteridae; 
408396 Bacteria_16S 
cellulans strain 
cellulans Bacteri 
Promicromonosporaceae; 
408396 Bacteria_16S 

strain CE40 16S r 


408396 Bacteria_16S 
strain Prevot 247 


408396 Bacteria_16S 
strain R-10 16S r 
Bacteroidetes; Sp 
408396 Bacteria_16S 
gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 
408396 Bacteria_16S 
strain 27 16S rib 


408396 Bacteria_16S 
strain ST26 16S r 


408396 Bacteria_16S 
strain ST50 16S r 


408396 Bacteria_16S 
propionicum strai 
Bacteria; Firmicutes; 
408396 Bacteria_16S 

helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 
408396 Bacteria_16S 
intestinale strai 
intestinale Bacteria; 
408396 Bacteria_16S 

strain NCTC 279 1 


’ 


teria; 


ibosomal RNA, 
hingobacteria; 


86596 86663 1 


Firmicutes; 
109430 109497 1 
partial sequence 
118764 118831 1 


Cellulosimicrobium. 
123355 123422 1 


126405 126472 1 


132457 132524 1 


135504 135571 1 


136972 137039 1 


138531 138598 1 


140060 140127 1 


152111 152178 1 


Clostridia; 
159845 159912 1 


161328 161395 1 


Firmicutes; Clostridia; 
165965 166032 1 


68 


68 


108968 110448 Kocur 
Actinomycetales; Micrococcineae; Micr 


68 


68 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


68 


68 


complete sequence 
Sphingobacteriales; Rho 


68 


68 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


68 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


68 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


68 


68 


68 


68 


ain Fae 16S ribosomal RNA, partial seq 
Clostridia; 


gi| 265679005 |ref|NR_029313.1| Anaerofilum 
uence 86091 87556 Anaerofilum 
Clostridiales; Ruminococcaceae; Anaerofilum. 
gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 


gi 


DSM 43879 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Actinomycet 


gi 
12 


gi 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 
13 


gi 


in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 


gi 
13 


gi 
13 


gi 
13 


gi 


n X2 16S ribosomal RNA, partial sequen 
Clostridiales; 


gi 


SM 20419 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


gi 


n Catt39 16S ribosomal RNA, partial se 
Clostridi 


gi 


6S ribosomal RNA, partial sequence 165488 16699 


Micr 


Micr 


Micr 


Clostr 


265678980 
2905 12429 
ococcineae 
265678978 
12591 
nomycineae; 
265678974 
1953 13349 
dothermace 
265678972 
1 sequence 
Actinomy 


, 


, 


265678971 
6495 13800 
ococcineae 
265678970 
8055 13953 
ococcineae 
265678969 
9582 14105 
ococcineae 
265678961 
ce 15161 
idiaceae; 
265678956 
quence 
tinomyceta 


v 


’ 


, 


265678955 
quence 

ales; Clos 
265678952 


iav 


ococcaceae; Kocuria. 
265678983 |ref|NR_029291.1 
equence 118321 119772 


ales 


ref 
8 Cellulomonas 
Ce 
ref 
8 127358 Actin 
Ac 
ref 
5 Rhodothermus 
ae; 
ref 
135066 13644 
ceta 


ref 
4 Oerskovia turbata Bacteria; 
Ce 
ref 
1 Sanguibacter 
Sa 
ref 
8 Sanguibacter 
Sa 
ref 
7 153137 Clost 
Clos 
ref 
159387 16084 
les; 


ref 
160899 16228 
trid 
ref 
5 Clostridium tetani Bacteria; 


NR_029288.1 


llulomonadac 
NR_029286.1 


tinomycetac 
NR_029282.1 


Rhodothermus 
NR_029280.1 
4 
les; Actino 
NR_029279.1 


1llulomonadac 
NR_029278.1 


nguibacterac 
NR_029277.1 


nguibacterac 
NR_029269.1 
xr 
tridium. 
NR_029264.1 
8 
Micrococcin 
NR_029263.1 
3 
iaceae; Clos 
NR_029260.1 


arians Bacte 


Micrococci 


O: 
e 


ria; Actinobacteria; 
Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Actinomyces meyeri 

myces meyeri Bacteria; 

ae; Actinomyces. 
Rhodothermus marinus 


marinus Bacteria; 


Actinomyces 
Actinomyces 


mycineae; 


Oerskovia turbata 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Clostridium 
idium propionicum 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Clostridium 
Clostridium 
tridium. 
Clostridium tetani 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 197856 197923 1 68 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 204163 204230 1 68 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

408396 Bacteria_16S 207276 207343 1 68 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 208829 208896 1 68 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 210382 210449 1 68 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 211937 212004 1 68 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 22422) 221183) 2 68 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

408396 Bacteria_16S 244215 244282 1 68 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

408396 Bacteria_16S 265149 265216 1 68 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 


strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 


408396 Bacteria_16S 


subsp. rifamycini 
cremea subsp. rif 
Streptosporangine 


408396 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


408396 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


408396 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


408396 Bacteria_16S 


castelarensis str 
castelarensis Bac 
Streptomycetaceae 


408396 Bacteria_16S 


nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 


408396 Bacteria_16S 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


408396 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


408396 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


408396 Bacteria_16S 


asymbiotica subsp 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 


408396 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


408396 Bacteria_16S 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


408396 Bacteria_16S 


strain A288 16S r 
Actinobacteria; A 
Actinomadura. 


408396 Bacteria_16S 


strain XILO8 16S 
Actinobacteria; A 
Xylanibacterium. 


408396 Bacteria_16S 


ferralitis strain 
ferralitis Bacter 
Streptomycetaceae 


408396 Bacteria_16S 


putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 


408396 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


408396 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


408396 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
395550 395617 1 68 gi 
n 28-1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Tenuibac 
400178 400245 1 68 gi 
australis strain 9802892 16S ribosom 


; Enterobacteriaceae; Photorhabdus. 
401719 401786 1 68 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 

403254 403321 1 68 gi 
YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

404797 404864 1 68 
ibosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; 


, 


’ 


gi 
Stre 
406354 406421 1 68 


ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; 


gi 
Micr 


409410 409477 1 68 gi 
SFOp68 16S ribosomal RNA, partial seq 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

435815 435882 1 68 gi 
ain F18-98 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 

449635 449702 1 68 gi 
ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Saccharothrix. 

451144 451211 1 68 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; 
466364 466431 1 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 


v 


, 


gi 


Petrotoga. 
68 gi 


408396 Bacteria_16S 


strain QH3A7 16S 


404351 40583 


405881 40739 


450666 45216 


465880 467346 Rothi 


ce 39048 
riales; Bu 
265678791 
ence 39505 
illus. 

265678788 
al RNA, pa 


265678787 
artial seq 
obacterida 
265678786 
quence 

Actinomyce 
265678785 
ptosporang 
265678784 
ococcineae 
265678782 
uence 


Actinomyce 


265678764 
sequence 


265678755 
al sequenc 


265678753 


265678740 


ococcaceae 


489415 489482 1 68 gi 
ribosomal RNA, complete sequence 


265678725 


2 392023 Chiti 
rkho 
0 396528 Tenui 


rtia 
australis Bacteria; Proteobacteria; Gammaproteobacteria; 


uenc 
e; Actinomyceta 


tale 


0 Actinomadura 
inea 


’ 


tale 


e; Actinomycet 


e 449186 45061 
e; Actinomycet 


a amarae Bacter 


’ 


n 
lderiaceae; 

NR_029096.1 
b 


ref 


ref|NR_029093.1 


1 sequence 


ref|NR_029092.1 
e 401266 


1 


ref|NR_029091.1 
402781 404300 
s; Streptomy 


ref|NR_029090.1 


e; Thermomon 


ref|NR_029089.1 


Promicromonos 


Pp 
ref|NR_029087.1 

408966 410455 
s; Streptomy 


ref|NR_029069.1 

435340 436871 
ales; Strept 
ref|NR_029060.1 
5 
° 


ales; Pseud 


ref|NR_029058.1 


ref |NR_029045.1 
i 


Rothia. 


268151 268218 1 68 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
amycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
ae; Thermomonosporaceae; Actinomadura. 
309209 309276 1 68 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
tes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
313780 313847 1 68 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
3 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
341440 341503 8 al gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
368097 368164 1 68 gi| 265678809 |ref|NR_029114.1| Streptomyces 
ain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
374073 374140 1 68 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
n HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
389376 389443 1 68 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
n XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Myceligenerans. 
390975 391042 1 68 gi|265678794|ref|NR_029099.1| Chitinimonas 


imonas taiwanensis 

Chitinimonas. 
Tenuibacillus 

acillus multivorans 


Photorhabdus 
399669 401215 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Streptomyces 
Streptomyces 


cineae; 


Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


Ooraceae; 


Streptomyces 
Streptomyces 
cineae; 


Kitasatospora 
Kitasatospora 
omycineae; 


Saccharothrix 
Saccharothrix 


nocardineae; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Rothia amarae strain 
a; Actinobacteria; 


ref |NR_029030.1 


Jonesia quinghaiensis 


488917 490451 Jonesia quinghaiensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 


408396 Bacteria_16S 
caspium strain M/ 
caspium Bacteria; 


509405 509472 1 


Corynebacteriaceae; Corynebacterium. 


408396 Bacteria_16S 
strain Wt/la 16S 
Deinococcus-Thermus; 
408396 Bacteria_16S 


Deinococci; 


529197 529264 1 


536777 536844 1 


68 


68 


ribosomal RNA, partial sequence 
Deinococcales; 


68 


strain CR 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408396 Bacteria_16S 
strain TMAO3 16S 
Firmicutes; 
408396 Bacteria_16S 


flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 55460 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
408396 Bacteria_16S 


albertensis strain DSM 14366 16S ribosomal RNA, partial 
Gammaproteobacter 


albertensis Bacteria; 
Acidithiobacillus. 
408396 Bacteria_16S 
strain R9242 16S 


408396 Bacteria_16S 


549005 549072 1 


553581 553648 1 


562841 562908 1 


Proteobacteria; 


568865 568932 1 


589816 589883 1 


68 


ribosomal RNA, partial sequence 
Clostridia; 


68 


68 


68 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


68 


strain 3WC2 16S ribosomal RNA, partial sequence 


Firmicutes; 
408396 Bacteria_16S 


Clostridia; 


Clostridiales; 
600247 600314 1 


68 


gi 


106/00/5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Act 


gi 
52 


Deinococcaceae; 


gi 
53 


Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


gi 
54 


Clostridiales; Veillonellaceae; 


gi 


gi 


gi 
56 


gi 
58 


Clostridiaceae; 


gi 


cangkringensis strain D13P3 16S ribosomal RNA, partial 


cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
408396 Bacteria_16S 


strain SL24 16S ribosomal RNA, partial sequence 


Thermotogae; 
408396 Bacteria_16S 
strain Muenster 2 


408396 Bacteria_16S 
strain Z 4493 16S 
Firmicutes; 
408396 Bacteria_16S 
strain HKI 0120 1 


408396 Bacteria_16S 
strain HKI 0119 1 


408396 Bacteria_16S 
H 1 16S ribosomal 
Clostridia; 
408396 Bacteria_16S 
strain CMS90 16S 


408396 Bacteria_16S 
CMS 760r 16S ribo 
Actinobacteridae; 
408396 Bacteria_16S 


Thermotogales; 


614146 614213 1 68 gi 
61 

Thermotogaceae; Petrotoga. 
630829 630896 1 68 gi 


632340 632407 1 
Clostridiales; 
635392 635459 1 


636923 636990 1 


643130 643197 1 


RNA, partial sequence 
Clostridiales; Veillonellaceae; 


646258 646325 1 


647789 647856 1 


652145 652212 1 


68 


ribosomal RNA, partial sequence 
Clostridia; 


68 


68 


68 


642624 644123 Sporo 
Sporomusa. 


68 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


68 


68 


strain CK55 16S ribosomal RNA, partial sequence 


Firmicutes; 
408396 Bacteria_16S 
melanosporofacien 
melanosporofacien 
Streptomycetaceae; 
408396 Bacteria_16S 
strain L1-92 16S 
Firmicutes; 
408396 Bacteria_16S 


odorimutans strain NorPut 16S ribosomal RNA, partial sequence 
Clostridi 


odorimutans Bacteria; 
Anaerovorax. 
408396 Bacteria_16S 


Clostridia; 


Clostridiales; 
656570 656637 1 


658124 658191 1 


664178 664245 1 
Firmicutes; Clostridia; 


668690 668757 1 


68 


68 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 


68 


68 


000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
63 


Eubacteriaceae; 


gi 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


gi 


645783 64725 


gi 


somal RNA, partial sequence 647310 648789 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae 


gi 
65 


Clostridiaceae; 


gi 


s strain NRRL B-12234 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomyces. 


gi 


657665 65912 


gi 


gi 


265678712 


265678699 
8726 53019 


265678694 
6318 53780 


265678673 
8394 56988 


265678659 
9361 59079 


265678652 
sequence 

265678642 
3678 61515 


265678630 
63034 


265678629 
1874 63335 


Acetobacte 
265678627 


265678626 


265678622 


265678620 


265678619 


265678615 
1676 65311 
Clostridiu 
265678612 


265678610 


Anaerosti 
265678606 


ales; Clos 


inomycetales; 


ia; Acidithiobacillales; 


nomycineae; 


Actinomycetales; 


Micrococcineae; 


ref |NR_029017.1 
508981 510331 


ref|NR_029004.1 


ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 


ref |NR_028978.1 
1 Actinobaculum 


ref|NR_028964.1 


ref|NR_028957.1 
599812 601293 
Strep 


ref |NR_028947.1 


ref|NR_028935.1 
9 631823 Kytoco 
ref 


NR_028934.1 


rium. 
ref |NR_028932.1 


; Intrasporangia 
ref |NR_028931.1 


; Intrasporangia 
ref |NR_028927.1 
musa ovata Bacte 
ref |NR_028925.1 
; Micrococcaceae 
ref |NR_028924.1 
ia polaris Bacte 
; Kocuria. 

ref |NR_028920.1 


m. 
ref |NR_028917.1 
sequence 656132 
tinomycetales; S 


ref |NR_028915.1 
0 Anaerostipes 
pes. 
ref|NR_028911.1 

663698 665185 
tridiales Family 


265678603 


Actinomycetaceae; 


Dermacoccaceae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 
Deinococcus. 


Caminibacter profundus 


profundus Bacteria; 


265678686 |ref|NR_028991.1| Sporomusa aerivorans 
8509 550044 Sporomusa aerivorans Bacteria; 
Sporomusa. 
265678683|ref|NR_028988.1| Streptomyces 
8 Streptomyces 
Actinomycetales; Streptomycineae; 
265678677|ref|NR_028982.1| Acidithiobacillus 
sequence 562358 563851 Acidithiobacillus 


Acidithiobacillaceae; 


Actinobaculum urinale 
urinale Bacteria; 
Actinobaculum. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 
Clostridium. 


Streptomyces 
Streptomyces 
tomycineae; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Kytococcus schroeteri 
ccus schroeteri 

Kytococcus. 
Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Sporomusa ovata strain 
ria; Firmicutes; 


Arthrobacter roseus 


9 Arthrobacter roseus Bacteria; 


; Arthrobacter. 
Kocuria polaris strain 
ria; Actinobacteria; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Anaerostipes caccae 


caccae Bacteria; 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


ref |NR_028908.1 


Arcanobacterium 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 


408396 Bacteria_16S 


strain M343/98/2 


673318 673385 1 68 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


408396 Bacteria_16S 


strain W16 16S ri 


674779 674846 1 68 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


408396 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


408396 Bacteria_16S 


paurometabolica s 


686851 686918 1 68 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
726321 726388 1 68 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
740002 740069 1 68 gi 
train YIM 90007 16S ribosomal RNA, par 


265678600 


16S ribosomal RNA, partial sequence 672829 67426 


nomycineae 
265678599 


674316 67581 


ococcineae 
265678591 

68634 
acterales; 
265678564 


725825 72731 


Succinisp 
265678554 
tial seque 


ref|NR_028905.1 


; Actinomycetace 
ref |NR_028904.1 
0 Dermatophilus 
; Dermatophilace 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref |NR_028868.1 
9 Succinispira 


ira. 
ref|NR_028858.1 
nce 739522 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Desulfosarcina 

osarcina cetonica 

eae; Desulfosarcina. 
Succinispira mobilis 


mobilis Bacteria; 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 


408396 Bacteria_16S 


VKM Ac-1800 16S r 


Pseudonocardiaceae; Saccharomonospor 
755741 755808 1 68 gi 
ibosomal RNA, partial sequence 


v 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


408396 Bacteria_16S 


strain YIM90005 1 


764898 764965 1 68 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
774078 774145 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


408396 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


408396 Bacteria_16S 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 


408396 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


408396 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


408396 Bacteria_16S 


781837 781904 1 68 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

786404 786471 1 68 gi 
ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
804822 804889 1 


, 


68 gi 
ridia; Clostridiales; Veillonellaceae; 
812533 812600 1 68 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
814069 814132 8 71 gi 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


408396 Bacteria_16S 


shriftii strain D 
Bacteria; Firmicu 


408396 Bacteria_16S 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


408396 Bacteria_16S 


strain K24 16S ri 
Actinobacteria; A 


408396 Bacteria_16S 


strain AS4.0578 1 
Actinobacteria; A 


408396 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


408396 Bacteria_16S 


strain VKM Ac-180 
Actinobacteria; A 


408396 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


408396 Bacteria_16S 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Thiotric 
817090 817157 1 68 gi 


SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
838377 838444 1 68 gi 


ribosomal RNA, partial sequence 
Stre 
851882 851949 1 68 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 

861096 861163 1 68 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
877594 877661 1 68 gi 


gi 


ctinobacteridae; Actinomycetales; Pseu 
885188 885255 1 68 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


886722 886789 1 68 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
900516 900579 8 71 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
903549 903616 1 68 gi 


a. 
265678542 


755262 75674 


ococcineae 
265678536 
nce 76438 
nellaceae; 
265678530 


6S ribosomal RNA, partial sequence 773630 77513 


donocardin 
265678524 
sequence 
dae; Actin 


265678521 
quence 


265678509 


16S ribosomal RNA, partial sequence 804384 80579 


Anaeroglo 
265678504 
nce 81203 
ales; Ecto 
265678503 
e 81355 
hales; Pis 
265678501 
nce 81658 
bacteroida 
265678487 


837961 83941 


ptosporang 
265678478 
1 sequence 
e; Actinom 


265678471 


860647 86213 


donocardin 
265678460 


6S ribosomal RNA, partial sequence 877138 87856 


donocardin 
265678454 

88470 
ales; Micr 
265678453 

88624 
ococcineae 
265678444 
e 90001 
hales; Pis 
265678442 


e; Actinomycet 


ref|NR_028846.1 


; Microbacteriac 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref |NR_028834.1 


eae; Pseudonocar 
ref |NR_028828.1 

781358 782875 
omycetales; Micr 


ref|NR_028825.1 
785920 787418 
ales; Strept 


ref |NR_028812.1 
1 Anaeroglobus 
bus. 
ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref|NR_028806.1 
9 815058 Thioal 
cirickettsiaceae 
ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref |NR_028790.1 


ineae; Streptosp 
ref|NR_028781.1 

851409 852783 
ycetales; Kineos 


ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref|NR_028763.1 


eae; Actinosynne 
ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028744.1 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Mitsuokella 
kella jalaludinii 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Xylanimonas 
Xylanimonas 

ococcineae; 


Streptomyces 
Streptomyces 


omycineae; 


Anaeroglobus geminatus 


geminatus Bacteria; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 

Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Nonomuraea rubra 


, 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Kineococcus 
Kineococcus 

poriineae; 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Rathayibacter caricis 

ibacter caricis 

obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Legionella gresilensis 


’ 


903072 904507 Legionella gresilensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


408396 Bacteria_16S 


911282 911349 1 68 


VKM Ac-1401 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408396 Bacteria_16S 


aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; 


912804 912871 1 68 


Actinosynnemataceae; Lechevalieria. 


408396 Bacteria_16S 
pretiosum subsp. 


914362 914429 1 68 


gi 
91 


gi 


gi 


pretiosum strain C-15003 16S ribosomal 


265678437 
0794 91228 


265678436 
Actin 


265678435 
RNA, part 


ref |NR_028739.1 
; Microbacteriac 
ref |NR_028738.1 
912332 
omycetales; 


ref 
ial 


NR_028737.1 
sequence 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Lechevalieria 
913840 Lechevalieria 


Pseudonocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
408396 Bacteria_16S 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
408396 Bacteria_16S 


kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 


Bacteria; 
408396 Bacteria_16S 
chilensis strain 
Bacteria; 
408396 Bacteria_16S 
strain JB-A2 16S 
Proteobacteria; 

408396 Bacteria_16S 


acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


acetoxidans Bacteria; 
Desulfobacca. 
408396 Bacteria_16S 


thermophila strain I78 16S ribosomal RNA, partial sequence 


Bacteria; 
408396 Bacteria_16S 
strain YLM-32 16S 


408396 Bacteria_16S 
strain JCM 4837 1 


968459 968526 1 68 


997787 997850 8 71 


999299 999362 8 71 


1000819 1000882 8 71 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pisciricketts 


1026597 1026664 1 68 
Proteobacteria; 


1029607 1029670 8 71 


1076452 1076519 1 68 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


1085462 1085529 1 68 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408396 Bacteria_16S 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
408396 Bacteria_16S 


1090129 1090196 1 68 


Nonomuraea. 


1097587 1097654 1 68 


Pseudonocardineae; Actinosynnemataceae; 


gi 


gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


Ch-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


1000320 10017 


gi 


gi 


Proteobacteria; Gammaproteobacteria; Thiotrichales; 


gi 


1075986 10774 


gi 


6S ribosomal RNA, partial sequence 1085003 108 
Streptomycinea 


gi 


gi 


scabrisporus strain KM-4927 16S ribosomal RNA, partial 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
408396 Bacteria_16S 


macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
408396 Bacteria_16S 


strain 14 16S ribosomal 
Actinobacteria; Actinoba 


408396 Bacteria_16S 
strain D2-18 16S 
Firmicutes; 
408396 Bacteria_16S 
strain DF-32 16S 


ribosomal RNA, 
Clostridia; 


ribosomal RNA, 


1099098 1099165 1 68 


Acrocarpospora. 
1102067 1102134 1 
RNA, partial sequence 


68 


1103636 1103703 1 68 
partial sequence 
Clostridiales; 
1108216 1108283 1 68 
partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
408396 Bacteria_16S 
halophilum strain 


Microbacterium. 
408396 Bacteria_16S 
strain I-132 16S 


76 16S 
Bacteria; Actinobacteria; 


ribosomal RNA, 


1112768 1112835 1 68 


1114310 1114377 1 68 
partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408396 Bacteria_16S 
strain I-273 16S 


ribosomal RNA, 


1115836 1115903 1 68 
partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408396 Bacteria_16S 


1120375 1120438 8 71 


gi 


gi 


1101592 11031 
cteridae; Actinomycetales; Micrococcineae 


gi 


1103152 11046 
Clostridiales Family XIII. 


gi 


1107766 11092 
Streptosporang 


gi 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


1113840 11153 
Kineosporiineae; 


gi 


1115364 11168 
Kineosporiineae; 


gi 


dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 


Anaeromyxobacter. 


Actinosy 
265678398 


Actino: 


265678379 
99729 
Pis 
265678378 
99880 
Pis 
265678377 


265678360 
Syntro 
265678358 

10291 


Pis 
265678325 


265678319 
64 
265678316 
Actinom 
265678311 


sequence 
Actinomy 


nnema. 
ref|NR_028700.1 

967981 969477 
mycetales; Strep 


ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


iaceae; Thiomicr 
ref|NR_028662.1 

1026088 102759 
phobacterales; S 


ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref |NR_028627.1 


; Rarobacteracea 
ref|NR_028621.1 
81 Streptomyces 
e; Streptomyceta 
ref|NR_028618.1 
1089685 109113 
ycetales; Strept 


ref|NR_028613.1 
1097121 109859 
cetales; Strepto 


265678310 
Actinomy 


265678308 


265678306 


265678303 


265678300 
11123 


265678299 


265678298 


Micrococcineae; Micr 


ref|NR_028612.1 

1098650 110009 
cetales; Strepto 
ref|NR_028610.1 
; Microbacteriac 
ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_028605.1 
07 Microbispora 
ineae; Streptosp 


ref|NR_028601.1 
07 1113789 Microb 


ref|NR_028600.1 


Kineosporiace 
NR_028599.1 


ref 


Kineosporiace 


228716127 


Kitasatospora 
Kitasatospora 
tomycineae; 


Thiomicrospira 

crospira kuenenii 

; Thiomicrospira. 
Thiomicrospira 

crospira chilensis 

; Thiomicrospira. 
Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Thiomicrospira 

crospira thermophila 

; Thiomicrospira. 
Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Streptomyces tauricus 


tauricus Bacteria; 


ceae; Streptomyces. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Acrocarpospora 
8 Acrocarpospora 


sporangineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Microbispora corallina 


corallina Bacteria; 


orangiaceae; 
Microbacterium 
acterium halophilum 


obacteriaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 


ref |NR_027547.1 


Anaeromyxobacter 


1119856 1121404 Anaeromyxobacter dehalogenans 


408396 Bacteria_ 


acetoxidans DSM 7 


DSM 771 Bacteria; 
408396 Bacteria_ 


DSM 20544 16S rib 
Firmicu 


Bacteria; 
408396 Bacteria_ 


C91 16S ribosomal 
B 


Proteobacteria; 
408396 Bacteria_ 
ATCC BAA-548 16S 


Bacteria; Lentisp 


408396 Bacteria_ 


colihominis DSM 1 
F 


17241 Bacteria; 
408396 Bacteria_ 


strain Se-3111 16 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_ 


strain AM1114 16S 
Clost 


Firmicutes; 
408396 Bacteria_ 


variabilis strain 
Bacteria; Actinob 


Isoptericola. 
408396 Bacteria_ 


radiopugnans ATCC 
D 


19172 Bacteria; 
408396 Bacteria_ 
mcbrellneri ATCC 


ATCC 49030 Bacter 
Brevibacteriaceae 
408396 Bacteria_16S 
16S ribosomal RNA, partial sequence 
Clost 
408396 Bacteria_16S 
ishimotonii strai 
ishimotonii Bacte 


Clostridia; 


Desulfonema. 


408396 Bacteria_16S 
thermoviolaceus s 
1308545 St 


Actinobacteridae; 


408396 Bacteria_16S 


subsp. subtilis s 


subsp. 


str. Twist 16S ri 


Bacteria; Actinob 
408396 Bacteria_16S 


strain HKI 0122 1 


Bacteria; Actinob 


Beutenbergia. 


408396 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


408396 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


408396 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


408396 Bacteria_16S 


HTCC2155 strain H 
HTCC2155 Bacteria 


408396 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


408396 Bacteria_16S 


cynodontis JCM 97 


subtilis B 
408396 Bacteria_16S 


16S 1159648 11597151 
71 16S 
Firmic 
16S 


68 gi 
ribosomal RNA, partial sequence 
utes; Clostridia; Clostridiales 
1164236 1164303 1 68 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
16S 1179395 1179462 1 68 gi 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
16S 1180926 1180993 1 68 gi 
ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
16S 1183919 1183986 1 68 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
16S 1221619 1221686 1 68 gi 
S ribosomal RNA, partial sequence 


16S 1223147 12232141 68 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 1226169 1226236 1 68 gi 
MX5 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


gi 


16S 1259337 1259404 1 68 gi 
19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
16S 1260857 1260924 1 68 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 
; Brevibacterium. 

1265353 12654201 


v 


68 gi 


ridiales; Clostridiaceae; Clostridium. 
1270033 1270100 1 68 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


1307519 1307586 1 68 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1315155 1315222 1 68 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1316702 1316769 1 68 gi 
bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1333621 1333688 1 68 gi 


tinobacteria; Actinobacteridae; Actino 


1348923 1348990 1 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


68 gi 


1356451 1356518 1 68 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1371506 1371573 1 68 gi 
TCC2155 16S ribosomal RNA, partial seq 
; Lentisphaerae; Lentisphaerales; Lent 
1394038 1394105 1 68 gi 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 


1163739 11652 


1180467 11819 


1221167 12226 


1222664 12241 


Ac 


moviolaceu 
eptomyceta 


1316224 13177 


6S ribosomal RNA, partial sequence 1333148 13346 


acteria; Actinobacteridae; Actinomycetales; Micr 
1345851 13459181 68 gi| 228720938 
M 4810 16S ribosomal RNA, partial sequence 13453 


mycetales; 


1348448 13499 
ales; 


quence 
ostridiale 


uence 
isphaerace 


1393543 13950 


228721485 
11591 


v 


228720667 


nellaceae; 
228717704 


1178919 1180416 Nitro 
itrosomona 


228717635 


Victivall 
228717037 
ce 11834 
Ruminococc 
219878356 


ococcineae 
219878346 


Caminicell 
219878300 
ce 12257 
ales; Micr 
219846811 
ence 12588 
occales; D 
219846707 
nce 12603 
tinomyce 


219846539 


1264886 1266379 Clostridium grantii Bacteria 


219846400 
sequence 

ia; Desulf 
228721493 
16S ribos 


228716557 
1 sequence 
laceae; Ba 
228715851 


ales; Micr 
228721490 


228720600 
Micr 


228720131 


228718145 


228715897 


1401568 1401635 1 68 gi 
33 16S ribosomal RNA, partial sequence 


Peptococ 


ref|NR_027608.1 
66 1160688 Desul 
caceae; Desulfo 
ref|NR_027596.1 


Mit 
ref 
somo 
dace 
ref 


suokella. 
NR_027566.1 
nas eutroph 
ae; Nitroso 
NR_027565.1 


is. 
ref|NR_027558.1 
85 1184849 Anaer 
aceae; Anaerotr 
ref|NR_025495.1 
; Beutenbergiac 
ref|NR_025485.1 
19 Caminicella s 
a. 
ref |NR_025439.1 
22 1227193 Isopt 
ococcineae; Pro 


ref |NR_026403.1 
78 1260346 Deino 
einococcaceae; 
ref|NR_026299.1 
97 1261800 Brevi 
tales; Micrococ 
£ 


ref |NR_026131.1 


ref|NR_025991.1 
1269526 12709 
obacterales; De 


ref 
omal 
s Ba 


NR_027616.1 
RNA, parti 
cteria; Act 
ceae; Streptomy 
ref|NR_027552.1 
1314657 13161 
cillus. 
ref|NR_027540.1 
07 Tropheryma wh 
ococcineae; Tro 
ref|NR_027613.1 
32 Beutenbergia 
ococcineae; Beu 


ref|NR_027599.1 


Mic 


ref|NR_027595.1 
42 Sanguibacter 
ococcineae; 


ref|NR_027589.1 

1356004 13574 
s; Clostridiace 
ref|NR_027571.1 

1371035 13725 
Lentisphaer 
NR_027542.1 


ae; 
ref 


228715351 


ref|NR_027523.1 


f 
t 


a 
monas. 


fo} 
u 


e 
micromonosporaceae Hi 


D 


b 
c 


6 
s 


a 
di 
c 


7 


Pp 


t 


82 1346861 Brachy. 
rococcineae; 


Sang 
8 
a 


1 
a. 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Nitrosomonas eutropha 
C91 Bacteria; 


Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Salana multivorans 


13 Salana multivorans Bacteria; 
e 


ae; Salana. 
Caminicella sporogenes 
porogenes Bacteria; 


Isoptericola 
ricola variabilis 


Deinococcus 

occus radiopugnans ATCC 
einococcus. 
Brevibacterium 
acterium mcbrellneri 
ineae; 


Clostridium grantii Al 
Firmicutes; 


v 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Bacillus subtilis 
3 Bacillus subtilis 


1307063 


Tropheryma whipplei 
ipplei str. Twist 
heryma. 

Beutenbergia cavernae 
cavernae DSM 12333 
enbergiaceae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Sanguibacter keddieii 
keddieii DSM 10542 
uibacteraceae; 


Clostridium 

9 Clostridium 

e; Clostridium. 
Lentisphaera araneosa 
2 Lentisphaera araneosa 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Leifsonia xyli subsp. 


1401111 1402554 Leifsonia xyli subsp. 


cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; 


408396 Bacteria_ 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


408396 Bacteria_ 


coelescens strain 
coelescens Bacter 
Streptomycetaceae 


408396 Bacteria_ 
strain M1063U/93 
Proteobacteria; 

408396 Bacteria_ 


strain LM 036 16S 


G 


Leifsonia. 
16S 1425767 1425834 1 68 gi 
ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

16S 1427332 1427399 1 68 gi 
AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 1430455 1430522 1 68 gi 
16S ribosomal RNA, partial sequence 1429 
ammaproteobacteria; Pasteurellales; Pa 
16S 1439704 14397711 68 gi 
ribosomal RNA, partial sequence 


2 


al seq 
e; 


224581440 
sequen 
Actino: 


224581435 
steure 


224581428 
14392301 


24581441|ref|NR_027223.1 
uence 1425302 14268 
Actinomycetales; Strep 
ref|NR_027222.1 

1426862 14283 
tales; 


ce 
myce 
ref|NR_027217.1 
972 14314 
llac Phocoenoba 


NR_027210.1 


eae; 
ref 


4407 


1 
1s, 


7 
Streptomy 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 


cineae; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 
c 


ter. 
Lentzea violacea 


37 Lentzea violacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
408396 Bacteria_16S 1442814 1442881 1 68 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

408396 Bacteria_16S 1447422 1447489 1 68 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

408396 Bacteria_16S 1457786 1457853 1 68 gi|224581414|ref|NR_027195.1| Arcanobacterium 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 


bernardiae Bacter 


Arcanobacterium. 
408396 Bacteria_ 


strain CCM 132 16 


ia; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomyc 
16S 1460775 1460842 1 68 gi|224581412|ref|NR_027193.1 
S ribosomal RNA, partial sequence 1460297 14618 


ineae; Actinomycetaceae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

408396 Bacteria_16S 1463888 1463955 1 68 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

408396 Bacteria_16S 1474368 1474435 1 68 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 1483638 1483705 1 68 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

408396 Bacteria_16S 1488201 1488268 1 68 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 1489751 1489818 1 68 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

408396 Bacteria_16S 1504678 1504745 1 68 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

408396 Bacteria_16S 1512141 1512208 1 68 gi|219878127|ref|NR_025266.1| Histophilus somni 
strain 8025 16S ribosomal RNA, partial sequence 1511717 1513077 Histophilus somni Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 

408396 Bacteria_16S 1524255 1524322 1 68 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

408396 Bacteria_16S 1527280 1527347 1 68 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

408396 Bacteria_16S 1528784 1528851 1 68 gi|219857434|ref|NR_025022.1| Actinomadura spadix 


strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
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408396 Bacteria_16S 
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408396 Bacteria_16S 
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Ac 
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equence 
tinomyce 
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osporaceae; 
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8 Actinomadura 
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1534827 1534894 1 68 gi 
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ref |NR_025002.1 


Actinomadura vinacea 


strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
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Actinomadura. 


ctinobacteridae; Actinomycetales; 
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408396 Bacteria_16S 
texasensis strain 
texasensis Bacter 
Actinosynnematace 
408396 Bacteria_16S 
globicatena strai 
globicatena Bacte 
Actinosynnematace 
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paranensis strain 
paranensis Bacter 
Streptomycetaceae; 
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terrestris strain 
terrestris Bacter 
Streptomycetaceae 
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gansuensis strain 
gansuensis Bacter 
Streptomycetaceae; 
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1536336 1536403 1 
NRRL B-16134 16S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; 


Saccharothrix. 


1541007 15410741 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 
1542567 1542634 1 
NRRL B-24047 16S ribosomal RNA, parti 
Actinobacteria; Actinobacteridae; 


Actinokineospora. 


1556011 1556078 1 
HKI 0190 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

05 1557572 1 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 


15575 


1558999 1559066 1 


HKI 0314 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


1575510 1575577 1 


68 2 


gi 


68 2 


gi 


68 2 


gi 


68 2 


gi 


68 2 


gi 


68 2 


gi 


68 2 


gi 


6S ribosomal RNA, partial sequence 1575051 15765 


al 
Ac 
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al 
Ac 
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Ac 


equence 
Ac 


equence 
Ac 


19857378 
sequenc 
tinomyce 


ref|NR_024966.1 
e 1535864 15373 
tales; Pseudono 


19857375 
1 sequen 


ref|NR_024963.1 
ce 1540535 15420 
etales; Pseudon 


19857374 
sequenc 
tinomyce 


ref |NR_024962.1 
e 1542095 15436 
tales; Pseudono 
19846194] ref |NR_025784.1 

1555586 15570 
tinomycetales; 
19846193 |ref|NR_025783.1 

1557082 15585 


tinomycetales; 


19846192|ref|NR_025782.1 


1558576 156000 
tinomycetales; 


19856867|ref|NR_024686.1 


7 
c 


4 
oO 


0 
c 


3 
Streptomycineae; 


2 
Streptomy 


Streptomy 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Kitasatospora 
1 Kitasatospora 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 


cineae; 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
408396 Bacteria_16S 1577034 1577101 1 68 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 1589295 1589362 1 68 gi|219878485|ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408396 Bacteria_16S 1590843 1590910 1 68 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 1592391 1592458 1 68 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 1593937 1594004 1 68 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 1595484 1595551 1 68 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 1597032 1597099 1 68 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408396 Bacteria_16S 1598580 1598647 1 68 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 1600128 1600195 1 68 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408396 Bacteria_16S 1601676 1601743 1 68 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

408396 Bacteria_16S 1735603 1735670 1 68 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

408396 Bacteria_16S 1738648 1738715 1 68 gi|219878382|ref|NR_025521.1] Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

408396 Bacteria_16S 1741751 1741818 1 68 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

408396 Bacteria_16S 1746327 1746394 1 68 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

408396 Bacteria_16S 1747854 1747921 1 68 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

408396 Bacteria_16S 1760061 1760128 1 68 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

408396 Bacteria_16S 1761582 1761649 1 68 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

408396 Bacteria_16S 1763104 17631711 68 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

408396 Bacteria_16S 1769015 1769082 1 68 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

408396 Bacteria_16S 1771960 1772027 1 68 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408396 Bacteria_16S 1773458 1773525 1 68 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 1774955 1775022 1 68 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

408396 Bacteria_16S 1834364 1834431 1 68 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 

408396 Bacteria_16S 1848228 1848295 1 68 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
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408396 Bacteria_16S 1954579 1954646 1 68 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

408396 Bacteria_16S 1962157 1962224 1 68 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

408396 Bacteria_16S 1980369 1980436 1 68 gi| 219878208 |ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

408396 Bacteria_16S 1986703 1986766 8 71 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

408396 Bacteria_16S 2035215 2035282 1 68 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
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408396 Bacteria_16S 2059986 2060053 1 68 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
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Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

408396 Bacteria_16S 2108741 2108808 1 68 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 2110289 2110356 1 68 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408396 Bacteria_16S 2139072 2139139 1 68 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

408396 Bacteria_16S 2140545 2140612 1 68 gi|219857641|ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

408396 Bacteria_16S 2149642 2149709 1 68 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
408396 Bacteria_16S 2167755 2167822 1 68 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 


strain PK-Blue 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


S ribosomal RNA, partial sequence 


Streptomyceta 


2167280 2168769 Streptomyces speibonae Bacteria; 
Streptomycineae; 


ceae; Streptomyces. 


408396 Bacteria_16S 2182949 2183016 1 68 gi|219857611|ref|NR_025200.1| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

408396 Bacteria_16S 2187512 2187579 1 68 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

408396 Bacteria_16S 2246518 2246585 1 68 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 2248095 2248162 1 68 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 2254239 2254306 1 68 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

408396 Bacteria_16S 2257283 2257350 1 68 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 2260407 2260474 1 68 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 2309031 2309098 1 68 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
408396 Bacteria_16S 2310548 2310615 1 68 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

408396 Bacteria_16S 2325745 2325812 1 68 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 


Clostridium stercorarium subsp. 


Clostridiaceae; Clostridium. 

408396 Bacteria_16S 2360460 2360527 1 68 gi| 219857487 |ref|NR_025075.1 
strain K265 16S ribosomal RNA, partial sequence 2360002 23614 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
408396 Bacteria_16S 2361978 2362045 1 68 gi|219857486|ref|NR_025074.1 
strain K300 16S ribosomal RNA, partial sequence 2361525 23629 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
408396 Bacteria_16S 2363546 2363613 1 68 gi| 219857485 |ref|NR_025073.1 
strain ATCC49733 16S ribosomal RNA, partial sequence 2363042 23645 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
408396 Bacteria_16S 2387777 2387844 1 68 gi 
yonseiensis strain KBl 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterale 
408396 Bacteria_16S 2434926 2434993 1 68 gi 
peptidivorans strain TMC4 16S ribosomal RNA, partial se 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostri 
408396 Bacteria_16S 2439493 24395567 70 gi 
psychrophilus strain Z-0021 16S ribosomal RNA, complete 
psychrophilus Bacteria; Proteobacteria; Gammaproteobact 
Methylobacter. 
408396 Bacteria_16S 2463699 2463766 1 68 gi 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostrid 
408396 Bacteria_16S 2471407 2471474 1 68 gi 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
408396 Bacteria_16S 2493864 2493931 1 68 gi 
australiensis strain 109 16S ribosomal RNA, partial seq 
australiensis Bacteria; Actinobacteria; Actinobacterida 
Intrasporangiaceae; Tetrasphaera. 
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eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 
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408396 Bacteria_16S 


Planomonospora. 
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sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


68 gi|219857151|ref|NR_024779.1 
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Planomonospora 


2752000 2753445 Planomonospora 
Streptosporangineae; 


Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
408396 Bacteria_16S 
terrae strain IFO 


2760009 2760076 1 


Streptosporangineae; 


68 gi| 219857146 |ref|NR_024774.1 


Streptosporangiaceae; 


Actinokineospora 


15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 


Actinokineospora. 
408396 Bacteria_16S 
venezuelae strain 


2772060 2772127 1 


Streptomycetaceae; Streptomyces. 
408396 Bacteria_16S 2773595 2773662 1 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


408396 Bacteria_16S 2776670 2776737 1 


albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 
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Streptomycetaceae; Streptomyces. 
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408396 Bacteria_16S 


Firmicutes; 
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Microbacteriaceae; Okibacterium. 
408396 Bacteria_16S 2793119 2793186 1 
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408396 Bacteria_16S 


Firmicutes; 
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16S 


, 


16S 


’ 


16S 


’ 


16S 


16S 


16S 


16S 


16S 


16S 


eria; 
16S 


408396 Bacteria_16S 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 


cteria; 


2895506 2895573 1 


2897000 2897067 1 


2901538 2901605 1 


2937991 2938058 1 


2939509 2939576 1 


2944064 29441311 


2977431 2977498 1 


2 


978963 2979030 1 


2980498 2980565 1 


2989669 2989736 1 


2992696 2992763 1 


3006445 3006512 1 


3029046 3029113 1 


Firmicutes; 
3035156 3035223 1 


Clostridiales; 
3036679 3036746 1 


Firmicutes; 
3044291 3044358 1 


3045823 3045890 1 


S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_ 68 

ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_ 
tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae 
408396 Bacteria_ 


68 
train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycetocola. 


68 


68 


68 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
408396 Bacteria_ 
brevicatena strai 
brevicatena Bacte 


68 


68 


68 


68 


68 


68 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 


68 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_ 
polyendosporus st 
polyendosporus Ba 
408396 Bacteria_ 
strain DS1 16S ri 
Clost 
408396 Bacteria_ 
sartagoforme stra 
sartagoforme Bact 
408396 Bacteria_ 
faecitabidus stra 
faecitabidus Bact 


68 


68 


bosomal RNA, partial sequence 
ridia; 


Clostrid 
68 


68 


68 


gi 


gi 


gi 


gi 


in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinoalloteichus. 


gi 


2939058 29405 
nocardin 


gi 


n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


n A1201 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


rain A1484 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


gi 


rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


gi 


gi 


gi 


3005987 30074 
occineae 


gi 


rain PS-1 16S ribosomal RNA, partial s 
Clostridia; 


gi 


3034695 30361 


iaceae; 
gi 


in DSM 1292 16S ribosomal RNA, partial 


Clostridia; Clostrid 


gi 


in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 


gi 


Clostr 


2881499 28830 


2893553 28949 


oc 
219856859 


2895048 28964 
occineae 


oc 

219856858 
sequence 

dae; 


219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_ 
cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 
408396 Bacteria_ 
IFO 16102 16S rib 


oc 
219856831 
1 


219856830 


do 
219856827 
sequence 


219846938 
nce 


219846937 
sequence 
ae 


’ 


219846936 
quence 
ae 


v 


219846930 


6S ribosomal RNA, partial sequence 2989207 29906 
ammaproteobacteria; Legionellales; Leg 


io 
219846928 


2992209 29936 
nellacea 


io 
219846919 


oc 
219846904 
equence 

idiales; 
219846899 


cl 
219846898 
sequence 
iales; 
219846892 
quence 


’ 


219846891 


occineae; 


Actin 


occineae 


sequence 


Actinomyceta 


Actinomyc 


Actinomyc 


Actinomyce 


Actinomyce 


nellacea 


Cc 


ostridium. 


Clo 


Actinomy 


16S 2875722 2875789 1 68 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
6S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
lales; Bacillaceae; Bacillus. 

16S 2881987 2882054 1 68 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


lales; Bacillaceae; Bacillus. 

16S 2886405 2886472 1 68 gi|219856865|ref|NR_024684.1| Eubacterium 

in JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 

eria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

16S 2887931 2887998 1 68 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
6S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

16S 2894011 2894078 1 68 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 
; Microbacteriaceae; Mycetocola. 
ref|NR_024678.1| Mycetocola saprophilus 
91 Mycetocola saprophilus Bacteria; 
; Microbacteriaceae; Mycetocola. 
ref|NR_024677.1| Mycetocola 

2896542 2897985 Mycetocola 
omycetales; Micrococcineae; 


ref|NR_024674.1| Leucobacter albus 

46 Leucobacter albus Bacteria; 

; Microbacteriaceae; Leucobacter. 

ref|NR_024650.1| Actinoalloteichus 
2937540 2939007 Actinoalloteichus 

les; Pseudonocardineae; 


ref|NR_024649.1| Lentzea albida strain 
28 Lentzea albida Bacteria; 
eae; Actinosynnemataceae; Lentzea. 
ref|NR_024646.1| Sporichthya 

2943614 2945079 Sporichthya 
etales; Frankineae; Sporichthyaceae; 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
etales; Streptomycineae; 


ref|NR_026529.1 
2978510 297999 
tales; Strep 


Streptomyces 
0 Streptomyces 
tomycineae; 


ref|NR_026528.1 
2980041 298152 
tales; Strep 


Streptomyces 
6 Streptomyces 
tomycineae; 


ref|NR_026522.1| Legionella tucsonensis 
58 Legionella tucsonensis Bacteria; 

e; Legionella. 
ref|NR_026520.1| Legionella brunensis 
81 Legionella brunensis Bacteria; 

e; Legionella. 
ref|NR_026511.1| Frigoribacterium faeni 
53 Frigoribacterium faeni Bacteria; 
Microbacteriaceae; Frigoribacterium. 
NR_026496.1| Anaerobacter 

3028583 3030038 Anaerobacter 
ridiaceae; Anaerobacter. 

NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 


Clostridium 
6 Clostridium 
stridium. 
Rarobacter 
9 Rarobacter 
ccineae; 


ref |NR_026490.1 
3036217 303768 
stridiaceae; Clo 
ref |NR_026484.1 
3043846 304530 
cetales; Microco 


ref|NR_026483.1| Ornithinicoccus 
3045360 3046851 Ornithinicoccus 


hortensis Bacteria; 
Intrasporangiaceae; 
408396 Bacteria_16S 


Ornithinicoccus. 
3056535 3056602 1 


dextrinosolvens strain 0554 16S ribosomal RNA, partial 


dextrinosolvens Bacteria; 
Succinivibrio. 


408396 Bacteria_16S 3092494 3092561 1 


strain TA68 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


408396 Bacteria_16S 
strain TAGA27 16S 


3094013 3094080 1 


408396 Bacteria_16S 3095580 3095647 1 


amylophilus strain H 18 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Aeromona 


Bacteria; 
408396 Bacteria_16S 
strain ATCC 25470 


3104554 3104621 1 
16S ribosomal 


408396 Bacteria_16S 3133040 3133107 1 


Proteobacteria; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


68 gi|219846884|ref|NR_026476.1 
sequence 3056079 305754 
Gammaproteobacteria; Aeromonadales; 


68 gi 


68 gi 
68 gi 


68 gi 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


68 gi 


Streptomycineae; S 
219846833 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 31340 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


408396 Bacteria_16S 3146576 3146643 1 
DSM 11303 16S ribosomal 
Deinococcus-Thermus; Deinococci; 
408396 Bacteria_16S 3152694 31527611 


strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


408396 Bacteria_16S 3166450 3166517 1 


radiophilus strain DSM 20551 16S ribosomal 
Deinococcus-Thermus; 


radiophilus Bacteria; 


408396 Bacteria_16S 3167967 3168034 1 


radiodurans strain DSM 20539 16S ribosomal 
Deinococcus-Thermus; 


radiodurans Bacteria; 
408396 Bacteria_16S 3169483 3169550 1 
proteolyticus strain DSM 
proteolyticus Bacteria; 

408396 Bacteria_16S 3171000 3171067 1 


Deinococcus-Thermus; 
408396 Bacteria_16S 


Deinococci; 
3202982 3203049 1 


strain DG-1 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
408396 Bacteria_16S 3205985 3206052 1 
mastitidis strain 


Corynebacterium. 
408396 Bacteria_16S 
strain DSM 11140 


3225608 3225675 1 


408396 Bacteria_16S 3236279 3236346 1 


griseocarneus strain DSM 40004 16S ribosomal RNA, 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
408396 Bacteria_16S 3248441 3248508 1 


strain WV6 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
408396 Bacteria_16S 
strain DSM 43678 


Clostridiales; 
3249824 3249891 1 


408396 Bacteria_16S 
strain DSM 43311 


3251324 32513911 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 
408396 Bacteria_16S 
strain DSM 43764 


3252828 3252895 1 


Actinomadura. 
408396 Bacteria_16S 


3254326 3254393 1 


RNA, partial sequence 
Deinococcales; 


68 gi|219846824|ref 
3146120 31475 
Deinococcaceae; 
68 gi|219846820|ref 


68 gi 


Deinococci; 
68 gi 


Deinococci; 
68 gi 


20540 16S ribosomal RNA, partial 
Deinococcus-Thermus; 


68 gi 


68 gi 


68 gi 


S-8 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


68 gi 


68 gi 


68 gi 


68 gi 


Streptosporanginea 
68 gi|219846753|ref 
Streptosporanginea 
68 gi|219846752|ref 


68 gi 


Deinococci; 
219846807 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 31720 
Deinococcales; Deinococc 
219846786 
3202501 32039 


Clostridiales; Veillonellaceae; 


complet 


Strept 


De 


De 


s 


cl 


16S ribosomal RNA, partial sequence 3250880 32523 


16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846860 

3092041 30935 
Micrococcineae; 
219846859 

3093562 30950 
Micrococcineae; 
219846858 
ence 3095079 3096617 Rumin 
dales; 
219846852 


219846810 
RNA, partial s 


219846809 
RNA, partial s 


219846808 
sequence 3169032 317049 


219846784 
3205525 3207001 Coryne 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
219846763 ie 
e sequence 3235806 323732 


219846755 
3247999 32493 
Clostridiaceae; 
219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 


ref 


ref 


ref 


NR_026452.1 


NR_026451.1 


NR_026450.1 


NR_026444.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Succinivibrio 
1 Succinivibrio 


Succinivibrionaceae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
Micrococcaceae; Kocuria. 


Kocuria palustris 


28 Kocuria palustris Bacteria; 
Micrococcaceae; 


Kocuria. 
Ruminobacter 


obacter amylophilus 
Succinivibrionaceae; 


Ruminobacter. 
Streptomyces lydicus 


3104098 3105578 Streptomyces lydicus Bacteria; 


ref 


occineae; 


occineae; 
ref 


w 


equence 
inococcales; 
ref 


w 


equence 
inococcales; 
ref 


Deinococcale 
ref 


Deino 
ref 


aceae; 
poromusa. 
ref 
es; Coryneba 


ref 


occineae; In 
ref 


Actinomycet 
ref 


ostridium. 
ref 


osporanginea 


Deinococcus. 


165996 316746 


167516 316898 


26 Actinomadura 


NR_026425.1 


NR_026416.1 


NR_026412.1 


NR_026402.1 


Deinococcac 
NR_026401.1 


Deinococcac 
NR_026400.1 


s; Deinococc 
NR_026399.1 


coccus. 
NR_026378.1 
NR_026376.1 
cterineae; C 


NR_026362.1 


trasporangia 
NR_026355.1 
ales; Strept 


NR_026347.1 


NR_026346.1 


e; Streptosp 
NR_026345.1 


e; Streptosp 
NR_026344.1 


e; Thermomon 


219846751 


ref 


treptomycetaceae; 


Streptomyces. 
Demetria terragena 


43 Demetria terragena Bacteria; 
Dermacoccaceae; Demetria. 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
Intrasporangiaceae; 


Terracoccus. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 

Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Streptomyces 

0 Streptomyces 
omycineae; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


NR_026343.1 


Actinomadura madurae 


strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Streptosporangineae; Thermomonosporaceae; 


408396 Bacteria_16S 


3264886 3264953 1 


68 


DSM 10228 16S ribosomal RNA, partial sequence 


Firmicutes; 


strain LLAP12 16S 
Bacteria; 


Clostridia; 
408396 Bacteria_16S 


Clostridiales; 
3266411 3266478 1 


3267829 3267896 1 


gi 


3264433 32658 
Clostridium. 


Clostridiaceae; 


68 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionel 
408396 Bacteria_16S 


68 


strain L2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


paludosum strain 
paludosum Bacteria; 


408396 Bacteria_16S 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial 
carbinolicum Bacteria; 
408396 Bacteria_16S 

DSM 1911 16S ribosomal RNA, partial sequence 
Clostridia; 


wieringae strain 
wieringae Bacteria; 


408396 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; 


strain DSM 10365 
Firmicutes; 


408396 Bacteria_16S 


strain DSM 9580 1 


Dermabacteraceae; 


Dermabacteraceae; 


claviforme strain 


3278528 3278595 1 


Firmicutes; 
3281566 3281633 1 


Firmicutes; 
3283090 3283157 1 


Firmicutes; 
3284615 3284682 1 


Clostridiales; 
3286122 3286189 1 


Clostridiales; 


3351525 3351592 1 


3357735 3357802 1 


3359299 3359366 1 


3366948 3367015 1 


3368448 3368515 1 


Clostridia; 


68 


68 


Clostridia; 


68 


68 


Eubacter 
68 


Clostrid 


68 


68 


68 


68 


Streptosporangium. 


68 


gi 


gi 


3267345 32688 
Gammaproteobacteria; Legionellales; Legionellaceae; 
408396 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


gi 


Clostridiales; 


gi 


gi 


gi 


gi 


claviforme Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
408396 Bacteria_16S 


3369944 3370011 1 


Streptosporangium. 


68 


gi 


219846744 


219846743 


3265947 32672 
Legionellaceae; 


lales; 
219846742 


219846735 


219846733 
sequence 


6S ribosomal RNA, partial sequence 3284145 32856 
Clostridia; 
408396 Bacteria_16S 

16S ribosomal RNA, partial sequence 3285670 32871 
Clostridia; 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
408396 Bacteria_16S 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 
408396 Bacteria_16S 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 
408396 Bacteria_16S 
longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 
408396 Bacteria_16S 

DSM 44127 16S ribosomal RNA, partial 


219846678 


219846677 
sequence 


219846672 
sequence 


219846671 
sequence 


219846670 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 


carneum Bacteria; 


Streptosporangiaceae; 
408396 Bacteria_16S 


album strain DSM 


Streptosporangium. 


408396 Bacteria_16S 


3371443 33715101 


3377536 3377603 1 


68 


68 


strain M17C 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
408396 Bacteria_16S 
43110 16S ribosomal RNA, partial sequence 33951 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


citrea strain DSM 


Promicromonospora. 


408396 Bacteria_16S 


strain DSM 43852 


3395641 3395708 1 


3397146 3397213 1 


68 


68 


gi 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangium. 


219846669 
33709 


219846664 


3377063 33785 


gi 


gi 


219846648 


219846647 


16S ribosomal RNA, partial sequence 3396701 33981 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408396 Bacteria_16S 


3412473 34125401 


68 


strain NCTC 10951 


strain CIP 103259 


strain NCTC 25174 


Bacteria; Actinobacteria; 


Cellulomonas. 


408396 Bacteria_16S 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 


3413937 3414004 1 


3415410 3415477 1 


3416890 3416957 1 


68 


68 


68 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobac 
408396 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobac 
408396 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


219846636 
34120 


teridae; Actinomycetales; Actinomycineae 


219846635 
34134 


teridae; Actinomycetales; Actinomycineae 


219846634 
34149 
Micr 


219846633 


Eubacteriaceae; 


sequence 
Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Streptosporangineae 


Micrococcineae; 


ref |NR_026336.1| Clostridium vincentii 
96 Clostridium vincentii Bacteria; 


ref|NR_026335.1| Legionella drancourtii 

94 Legionella drancourtii LLAP12 

Legionella. 

ref|NR_026334.1| Legionella lytica 

25 Legionella lytica Bacteria; 

Legionella. 

ref|NR_026327.1| Acetobacterium 
3278074 3279532 Acetobacterium 

Acetobacterium. 

ref|NR_026325.1| Acetobacterium 
3281102 3282570 Acetobacterium 


Eubacteriaceae; Acetobacterium. 


gi|219846732|ref|NR_026324.1| Acetobacterium 
3282621 3284094 Acetobacterium 
Clostridiales; Eubacteriaceae; Acetobacterium. 
gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
iaceae; Acetobacterium. 
gi|219846730|ref|NR_026322.1| Clostridium pascui 
40 Clostridium pascui Bacteria; 
iaceae; Clostridium. 
gi|219846683|ref|NR_026275.1| Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 
Microbacteriaceae; Agrococcus. 
ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 
Micrococcineae; 


ref|NR_026269.1| Brachybacterium 
3358821 3360332 Brachybacterium 
Micrococcineae; 


ref|NR_026264.1| Streptosporangium 
3366504 3367953 Streptosporangium 
Streptosporangineae; 


ref|NR_026263.1| Streptosporangium 
3368004 3369448 Streptosporangium 
Streptosporangineae; 


ref|NR_026262.1| Streptosporangium 
3369499 3370948 Streptosporangium 
Streptosporangineae; 


ref|NR_026261.1| Streptosporangium 
99 3372445 Streptosporangium album 
; Streptosporangiaceae; 


ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 
Dermacoccaceae; Kytococcus. 
ref|NR_026240.1| Promicromonospora 

98 3396650 Promicromonospora citrea 
Promicromonosporaceae; 


ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_026228.1| Actinomyces viscosus 
06 3413422 Actinomyces viscosus Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026227.1| Actinomyces israelii 
73 3414913 Actinomyces israelii Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026226.1| Cellulomonas humilata 
64 3416365 Cellulomonas humilata 
ococcineae; Cellulomonadaceae; 


ref|NR_026225.1| Actinomyces 


3416416 3417841 Actinomyces 


hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 
408396 Bacteria_ 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


408396 Bacteria_ 
strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 
408396 Bacteria_ 


strain DSM 9442 1 
Ther 


Thermotogae; 
408396 Bacteria_ 
strain DSM 20032 


crystallopoietes 
crystallopoietes 


Micrococcaceae; Arthrobacter. 
408396 Bacteria_16S 


strain 6843 DSM 1 


Actinomycetaceae; 


408396 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
408396 Bacteria_16S 


strain DSM 40089 


strain DSM 3133 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
408396 Bacteria_16S 3490652 3490719 1 68 gi|219846582|ref|NR_026174.1 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 349169 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 3495116 3495183 1 68 gi| 219846579 |ref|NR_026171.1 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermocrispum. 

408396 Bacteria_16S 3501112 3501179 1 68 gi|219846575|ref|NR_026167.1 


strain DSM 1785 1 
Firmicutes; Clost 


408396 Bacteria_16S 


strain DSM 43045 


408396 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
408396 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
408396 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
408396 Bacteria_16S 


408396 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
3513221 3513288 1 68 gi| 219846567 |ref|NR_026159.1 
6S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 
teridae; Actinomycetales; Micrococcineae; Microbacteriac 
3514745 3514812 1 68 gi|219846566|ref|NR_026158.1 
6S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 
teridae; Actinomycetales; Micrococcineae; Microbacteriac 
3516263 3516330 1 68 gi| 219846565 |ref|NR_026157.1 

16S ribosomal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae; Microbacteriac 
3517785 3517852 1 68 gi|219846564|ref|NR_026156.1 

strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
3523904 35239711 68 gi|219846560|ref|NR_026152.1 
CIB 12823 16S ribosomal RNA, partial sequence 3523483 352488 
; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocar 

e; Saccharopolyspora. 

3526952 3527019 1 68 gi|219846558|ref|NR_026150.1 


408396 Bacteria_16S 


Actinomyces. 
16S 3447910 3447977 1 68 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
16S 3449477 3449544 1 68 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
16S 3451045 3451112 1 68 gi 
motogales; Thermotogaceae; 
16S 3454138 3454205 1 


Thermotoga. 
68 gi 


3467822 3467889 1 68 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
3478511 3478578 1 


68 gi 


3479961 3480028 1 68 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3481440 3481507 1 68 gi 
16S ribosomal RNA, partial sequence 


1 


3484456 3484523 1 68 gi 
Stre 
3486023 3486090 1 68 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3487589 3487656 1 


Ss 


, 


68 gi 


ridia; Clostridiales; cl 


3504085 3504152 1 


Clostridiaceae; 
68 gi 


al 


oc 


rt 
id 


no 


no 


pt 


219846611 
s 
Ac 


equence 


219846610 
34490 
Stre 


es; 


219846609 
6S ribosomal RNA, partial sequence 3450571 34520 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_16S 


ae; 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
408396 Bacteria_16S 
denticolens strai 
denticolens Bacte 


219846588 


34809 


equence 


Actinomyc 


219846584 
6S ribosomal RNA, partial sequence 3487117 34886 


6S ribosomal RNA, partial sequence 3500724 35020 


ostridiu 


219846573 
16S ribosomal RNA, partial sequence 3503623 35051 


tinomyce 


occineae 
219846597 
ial sequ 
Acti 


mycineae 
219846589 
sequence 
Actinomyc 


mycineae 
219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_16S 
bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 
408396 Bacteria_16S 


omycinea 
219846585 


ref|NR_026203.1 
3447437 344895 
tales; 


ref|NR_026202.1 


ptomycineae; 


ref|NR_026201.1 


ref|NR_026199.1 


> Mi 
ref 
ence 
nomy 


crococcacea 
NR_026189.1 

346735 
cetales; Mic 


ref |NR_026182.1 


Actinomycetace 
NR_026181.1 

3479494 348091 
etales; 


ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Str 


ref |NR_026176.1 


mM. 


ref |NR_026165.1 


Streptomy 


03 3450520 Strept 
Str 


inomy 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 
e 


; Kocuria. 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


eptomycineae; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Streptomyces 

3 Streptomyces 

cineae; 


Thermocrispum agreste 
crispum agreste 


seudonocardiaceae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Clostridium 


neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


408396 Bacteria_16S 


3528486 3528553 1 


68 


gi| 219846557 


ref|NR_026149.1| Clostridium quinii 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 


Firmicutes; 


Clostridia; 
408396 Bacteria_16S 


Clostridiales; 
3529984 3530051 1 


Clostridiaceae; 


68 


gi| 219846556 


Clostridium. 


ref|NR_026148.1| Clostridium 


homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 


homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
408396 Bacteria_16S 3550037 3550104 1 68 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 


paraputrificum Bacteria; 
408396 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
408396 Bacteria_16S 


strain WO-44C 16S 


Bacteria; 


Firmicutes; 


Corynebacterineae; 


Firmicutes; 
408396 Bacteria_16S 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 
Clostridia; 
408396 Bacteria_16S 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial 
cellobioparum Bacteria; 
408396 Bacteria_16S 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, 
avium subsp. paratuberculosis Bacteria; Actinobacteria; 


Firmicutes; 
3571326 3571393 1 


3575871 3575938 1 


3583354 3583421 1 


Firmicutes; 
3584943 3585010 1 


Clostridia; 
3592643 35927101 


Clostridiales; 
3594174 3594241 1 


Firmicutes; 
3622679 3622745 2 


3624180 3624246 2 


Clostridia; 


Clostridia; 


68 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


68 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
408396 Bacteria_16S 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 
thermopalmarium Bacteria; 
408396 Bacteria_16S 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 35844 
Clostridiales; Veillonellaceae; 


68 


Clostridia; 


68 


68 


Clostridiaceae; 


68 


68 


68 


strain 3015 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
408396 Bacteria_16S 
succiniciproducens strain S411 16S ribosomal RNA, partial 
succiniciproducens Bacteria; 


Anaerobiospirillum. 


408396 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; 


Streptomycetaceae; 


Streptomycetaceae; 


Streptomycetaceae; 


Bacteria; 


Firmicutes; 


Firmicutes; 


3633450 3633517 1 


3638008 3638075 1 


3639560 3639627 1 


3641129 3641196 1 


3642654 36427211 


3644186 3644253 1 


3694419 3694486 1 


3695856 3695923 1 


3710900 3710967 1 


Clostridiales; 
3719870 3719937 1 


Clostridiales; 
3724467 37245341 


Proteobacteria; 


68 


68 


strain AT37 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
408396 Bacteria_16S 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequ 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
408396 Bacteria_16S 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
408396 Bacteria_16S 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 
408396 Bacteria_16S 
strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_16S 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 36953 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
408396 Bacteria_16S 
porcinus strain NM319 16S ribosomal RNA, partial sequence 


68 


68 


68 


68 


68 


68 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 
408396 Bacteria_16S 
strain Pasteur III 16S ribosomal RNA, partial sequence 
Clostridia; 
408396 Bacteria_16S 
strain 2585 16S ribosomal RNA, 
Clostridia; 
408396 Bacteria_16S 


68 


Clostridia 
68 


complete sequence 


Clostridia 
68 


Clostridiales; 


Gammaproteobacteria; 


Clostridiales; Clostridiaceae; Clostridium. 


gi|219846528 
Turicella. 
gi|219846525 
3575389 35768 
gi|219846520 
Clostridiales; 
gi|219846519 


ref|NR_026120.1| Turicella otitidis 


3570843 3572303 Turicella otitidis Bacteria; 


ref|NR_026117.1| Legionella feeleii 
54 Legionella feeleii Bacteria; 


. Clostridium 

3582883 3584385 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_026111.1| Phascolarctobacterium 
36 3585946 Phascolarctobacterium faecium 
Phascolarctobacterium. 


gi|219846513|ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 
Clostridium. 
gi|219846512|ref|NR_026104.1| Clostridium 


sequence 
cl 
gi|219846490 

Actinobac 


gi|219846489 
3623734 36252 


219846483 
sequenc 


gi 
gi| 219846480 
Acti 


gi|219846479 


gi|219846478 


gi|219846477 


Actinomyc 
gi| 219846476 
3643713 36451 


Streptomycinea 
gi|219846441 


219846439 
36953 


gi 


partial sequence 


Actinomycetales; 


3593717 3595203 Clostridium 
ostridiaceae; Clostridium. 
ref|NR_026082.1| Mycobacterium avium 
3622221 3623683 Mycobacterium 


teridae; Actinomycetales; 


Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 
408396 Bacteria_16S 


ref|NR_026081.1| Mycobacterium simiae 
17 Mycobacterium simiae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_026075.1| Anaerobiospirillum 

e 3633011 3634478 Anaerobiospirillum 
Aeromonadales; Succinivibrionaceae; 


NR_026072.1| Streptomyces 
3637554 3639053 Streptomyces 
nomycetales; Streptomycineae; 


ref|NR_026071.1| Streptomyces 
ence 3639104 3640605 Streptomyces 
Actinomycetales; Streptomycineae; 


ref|NR_026070.1| Kitasatospora 
3640656 3642130 Kitasatospora 
Streptomycineae; 


ref|NR_026069.1| Kitasatospora 
3642181 3643662 Kitasatospora 
etales; Streptomycineae; 


ref|NR_026068.1| Kitasatospora azatica 
93 Kitasatospora azatica Bacteria; 
e; Streptomycetaceae; Kitasatospora. 


ref|NR_026032.1| Pasteurella aerogenes 
20 Pasteurella aerogenes Bacteria; 

eae. 

ref|NR_026030.1| Actinobacillus 


71 3696836 Actinobacillus porcinus 


Pasteurellaceae; Actinobacillus. 
gi|219846429|ref|NR_026020.1| Clostridium septicum 
3710425 3711931 Clostridium septicum Bacteria; 
ceae; Clostridium. 
gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
3719395 3720901 Clostridium chauvoei Bacteria; 
ceae; Clostridium. 
gi|219846418|ref|NR_026009.1| Actinomadura 


verrucosospora strain A-184 16S ribosomal RNA, partial sequence 


verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; Actinomadura. 


3724040 3725450 Actinomadura 
Streptosporangineae; 


408396 Bacteria_16S 3725927 3725994 1 68 gi|219846417|ref|NR_026008.1 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 372690 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Thermomonosporaceae; Actinomadura. 

408396 Bacteria_16S 3728835 3728902 1 68 gi|219846415|ref|NR_026006.1 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 372981 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; St 
Thermomonosporaceae; Actinomadura. 

408396 Bacteria_16S 3730289 3730356 1 68 gi|219846414|ref|NR_026005.1 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 373127 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Thermomonosporaceae; Actinocorallia. 

408396 Bacteria_16S 3731748 3731815 1 68 gi| 219846413 |ref|NR_026004.1 


strain IFO 14679 


Actinomadura. 


408396 Bacteria_ 
atramentaria stra 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporace 
408396 Bacteria_ 


subsp. 
subsp. 


strain IFO 14097 


strain IFO 14525 


strain IFO 14345 


niveoalba strain 


Bacteria; Actinob 


Microtetraspora. 


408396 Bacteria_16S 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


408396 Bacteria_16S 


strain IFO 14094 


strain 104 


strain IFO 14745 


aerata str 
aerata Bac 
Streptosporangiac 
408396 Bacteria_ 


16S 3733208 3733275 1 68 gi 
in SF2197 16S ribosomal RNA, partial s 


Actinomadura. 
3734663 3734730 1 


ae; 


16S 68 gi 
teria; Actinobacteria; Actinobacteridae; 
eae; Microbispora. 

16S 3736126 3736193 1 


68 gi 


16S 3737585 3737652 1 68 gi 


16S 3739049 3739116 1 68 gi 


16S 3740513 3740580 1 68 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3741977 3742044 1 68 
ribosomal RNA, partial sequence 


gi 


3743442 3743509 1 68 gi 


3744907 3744974 1 68 
ibosomal RNA, partial sequence 


gi 


3747829 3747896 1 68 gi 


3768891 3768958 1 68 gi 
species tessellarius strain 78181 16S 


16S ribosomal RNA, partial sequence 3731323 373 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 


219846412 
equence 


219846411 
ain P132 16S ribosomal RNA, partial sequ 


219846410 
16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_ 


Strept 
219846409 
16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_ 


Strept 
219846408 
16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_ 


Strept 

219846407 
ce 
al 


219846406 
3741557 37429 
Strept 


219846405 
16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_16S 
16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_16S 


Strept 
219846404 

3744485 37458 
Strept 
219846402 
16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_16S 
michiganensis sub 


Strept 
219846385 
ri 


27 


Actinomy 


ence 


osporang 


osporang 


osporang 


37400 


es; Stre 


osporang 


osporang 


osporang 


osporang 


bosomal 


Actinomycet 


31 Actinomadura 
ineae; 


ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


ref|NR_026002.1 

3734241 373565 
ales; Strept 
ref|NR_026001.1 


ineae; Streptos 
ref|NR_026000.1 


ineae; Streptosp 
ref|NR_025999.1 


ineae; Streptosp 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref |NR_025997.1 


ineae; Streptosp 


ref|NR_025996.1 
ineae; Streptosp 
ref|NR_025995.1 


ineae; Streptosp' 
ref|NR_025993.1 


ineae; Streptosp 
ref|NR_025976.1 
RNA, partial seq 


Actinomadura 
6 Actinomadura 


Streptosporangineae; 


Actinomadura 
8 Actinomadura 


reptosporangineae; 


Actinocorallia 
2 Actinocorallia 


porangineae; 


Actinomadura coerulea 


coerulea Bacteria; 
Thermomonosporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


rosea 
rosea 


Microbispora 
5 Microbispora 
osporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 
porangiaceae; Nonomuraea. 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


408396 Bacteria_16S 


norvegica strain 


Micrococcineae; Microbacteriaceae; 
3776521 3776588 1 68 gi 
A8444 16S ribosomal RNA, partial sequenc 


Clavi 
219846379 


bacter. 


e 37759 


Bacteria; Proteob 
Thermodesulforhabdus. 
408396 Bacteria_16S 


3778070 3778137 1 


acteria; Deltaproteobacteria; 


68 


strain SL1 16S ribosomal RNA, partial sequence 


Syntrophob 


acterale 


gi|219846378 
3777587 37790 


Thermotogae; 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


408396 Bacteria_16S 
flavefaciens stra 


Bacteria; 


Thermotogales; 
408396 Bacteria_16S 


Firmicutes; 
408396 Bacteria_16S 


Thermotogaceae; Thermotoga. 


Clostridia; Clostridiales; 
3834073 3834140 1 68 


gi 


3823577 3823644 1 68 gi| 219846347 
strain 536 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; P 

3831185 3831252 1 68 gi| 219846341 


in C94 16S ribosomal RNA, partial sequen 
Ruminoco 


ce 38307 
ccaceae; 


219846339 


ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref |NR_025969.1 


ref|NR_025938.1 
3823071 382454 
asteurellales; P 


ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 


Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus albus 


ref|NR_025929.1 


strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 


Clostridia; 


Clostridiales; 


Ruminococcaceae; Ruminococcus. 


408396 Bacteria_16S 
pelophila strain 
Bacteria; Proteob 
408396 Bacteria_16S 
strain Td-21 16S 
Proteobacteria; B 
408396 Bacteria_16S 
nitrofigilis stra 
Bacteria; Proteob 
408396 Bacteria_16S 
cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 
408396 Bacteria_16S 


3838606 3838669 8 


3855261 3855324 7 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 


3868902 3868969 1 


3870413 3870480 1 


3887531 3887600 1 


71 gi 


4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 


70 gi 


68 gi 


in CI 16S ribosomal RNA, partial seque 
acteria; Epsilonproteobacteria; Campyl 


68 gi 


ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


70 gi 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 


stercoraria Bacte 
408396 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 
408396 Bacteria_16S 
strain IFO 15474 


Herbidospora. 
408396 Bacteria_16S 
strain ATCC 19812 


408396 Bacteria_16S 
strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 
408396 Bacteria_16S 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae; 
408396 Bacteria_16S 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; 
408396 Bacteria_16S 
diastatochromogen 
diastatochromogen 
Streptomycetaceae; 
408396 Bacteria_16S 
acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae; 
408396 Bacteria_16S 
strain RL-34 16S 


408396 Bacteria_16S 
strain CM2104 16S 


Bacteria; 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, 


3892143 3892206 8 


strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


3901244 39013111 
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complete 


68 gi 
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te 
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le 
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, 
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Pis 
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Actinomy 
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NR_025890.1 
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nospirillale 


iale 
ref 
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Ss 
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ptomycineae; Str 
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NR_025868.1 

392352 
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’ 
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97 Janibacter melonis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
408396 Bacteria_16S 4026701 4026768 1 68 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

408396 Bacteria_16S 4053912 4053979 1 68 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
408396 Bacteria_16S 4122020 4122087 1 68 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

408396 Bacteria_16S 4123555 4123622 1 68 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Volucribacter. 

408396 Bacteria_16S 4125051 4125118 1 68 gi|219846133|ref|NR_025723.1| Kocuria marina strain 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


408396 Bacteria_16S 4126537 4126604 1 68 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408396 Bacteria_16S 4165150 4165217 1 68 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

408396 Bacteria_16S 4201505 4201572 1 68 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 4203003 4203070 1 68 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408396 Bacteria_16S 4204551 4204618 1 68 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408396 Bacteria_16S 4210612 4210679 1 68 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

408396 Bacteria_16S 4218258 4218325 1 68 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

408396 Bacteria_16S 4219837 4219904 1 68 gi| 219846061 |ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 464 530 2 68 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

408396 Bacteria_16S 2003 2069 2 68 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

408396 Bacteria_16S 10825 10895 1 71 gi|265679056|ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

408396 Bacteria_16S 39687 39757 1 71 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408396 Bacteria_16S 45770 45836 2 68 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408396 Bacteria_16S 80498 80568 1 71 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

408396 Bacteria_16S 103423 103489 2 68 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

408396 Bacteria_16S 115690 115756 2 68 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

408396 Bacteria_16S 227112 227178) 2 68 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

408396 Bacteria_16S 228618 228684 2 68 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408396 Bacteria_16S 230126 230192 2 68 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408396 Bacteria_16S 242601 242667 2 68 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 


novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


408396 Bacteria_16S 
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342395 343854 Cryptosporangium 
ales; Frankineae; Cryptosporangiaceae; 
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505922 507359 Pseudonocardia 
Actinomycetales; Pseudonocardineae; 
71 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
ce 540862 542331 Staphylococcus nepalensis 
Staphylococcus. 
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eae; Desulfobacterium. 
Mycobacterium 
cterium botniense 
ycobacteriaceae; 
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Desulfofaba gelida 
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ref |NR_027604.1 


Nakamurella 


1160739 1162206 Nakamurella multipartita DSM 


Nakamurella. 
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Bacteria; Actinob 
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408396 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
1170301 1170367 2 68 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
osomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
1203630 1203700 1 71 gi| 228715356 |ref|NR_027528.1| Collinsella 
13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
1205137 1205207 1 71 gi|228715355|ref|NR_027527.1| Collinsella stercoris 


408396 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 
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1209703 1209773 1 
osomal RNA, partial sequence 
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1209193 12106 
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stercoris DSM 13279 


riobacteriaceae; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
408396 Bacteria_16S 1214169 1214239 1 71 gi|224581436|ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
408396 Bacteria_16S 1235313 1235379 2 68 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
408396 Bacteria_16S 1245916 1245982 2 68 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
408396 Bacteria_16S 1284823 1284893 1 74 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 
408396 Bacteria_16S 1286380 1286450 1 ou gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 
408396 Bacteria_16S 1293971 1294041 1 71 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
408396 Bacteria_16S 1318266 1318336 1 71 gi| 228715349 |ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
408396 Bacteria_16S 1319808 1319878 1 71 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
408396 Bacteria_16S 1321350 1321420 1 i gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
408396 Bacteria_16S 1344324 1344390 2 68 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 
408396 Bacteria_16S 1416557 1416623 2 68 gi|224581447|ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
408396 Bacteria_16S 1433541 14336111 71 gi|224581433|ref|NR_027215.1| Staphylococcus felis 


strain GD521 16S 
Firmicutes; Bacil 


408396 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


408396 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


408396 Bacteria_16S 
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408396 Bacteria_16S 


canariasense stra 
canariasense Bact 
Mycobacteriaceae; 


408396 Bacteria_16S 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 

1479062 1479132 1 die’ gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1507663 1507732 1 70 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


et 
oc 


mp 
pr 


1539459 1539525 2 68 gi 
38 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
1560488 1560554 2 68 gi 
in 502329 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


do 


1583108 1583178 1 71 


gi 


1433051 14345 


219878381 
e sequen 
occus. 

219846303 


lete seq 


oteobact 


219857376 


15389 


nocardin 
219846147 
uence 
Actinomy 


219878489 


ref|NR_025520.1 
ce 1478573 148010 


ref 
uenc 
eria 


NR_025893.1 
e 150715 
Neisserial 


’ 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_025737.1 

1560055 156148 
cetales; Coryneb 


25 Staphylococcus felis Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Mycobacterium 

7 Mycobacterium 

acterineae; 


ref |NR_025628.1 


Viridibacillus arenosi 


strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 


Firmicutes; Bacil 


lales; Planococcaceae; Viridibacillus. 


408396 Bacteria_16S 
strain LMG 22165 
Firmicutes; 
408396 Bacteria_16S 


Bacillales; 


1584664 1584734 1 


1586219 1586289 1 


Planococcaceae; 


71 


71 


LMG 22167 16S ribosomal RNA, partial sequence 


Bacillales; 
408396 Bacteria_16S 
albatum strain R 


Kibdelosporangium. 
408396 Bacteria_16S 


strain KMM 241 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 


408396 Bacteria_16S 
rhodesiae strain 


Mycobacteriaceae; 
408396 Bacteria_16S 
strain DSM 44515 


408396 Bacteria_16S 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 
408396 Bacteria_16S 
strain LMG 21857 


408396 Bacteria_16S 
smegmatis strain 


Mycobacteriaceae; 
408396 Bacteria_16S 
aquiterrae strain 


Nocardioides. 
408396 Bacteria_16S 
tokaiense strain 


Mycobacteriaceae; 
408396 Bacteria_16S 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 


Pseudonocardiaceae; 
408396 Bacteria_16S 


Bacillaceae; 


Bacillus. 
1665495 1665561 2 


1700636 1700706 1 


1726449 1726515 2 


1729525 1729591 2 


1788497 1788563 2 


1869382 1869452 1 


2033664 2033730 2 


2099604 2099670 2 


2131493 2131559 2 


2166242 2166308 2 


Pseudonocardia. 
2268224 2268294 1 


68 


761-7 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ou 


68 


DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


68 


68 


vg 


16S ribosomal RNA, partial sequence 1868909 18703 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 


68 


ATCC 19420 16S ribosomal RNA, partial 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


68 


GW-9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


68 


ATCC 27282 16S ribosomal RNA, partial 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


68 


71 


strain Pl 16S ribosomal RNA, partial sequence 


408396 Bacteria_16S 


alkaliphilus strain T8 16S ribosomal RNA, partial sequence 
Salinicoccus. 


Bacteria; 
408396 Bacteria_16S 


strain FI-13295 16S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


408396 Bacteria_16S 


NRRL B-24104 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


408396 Bacteria_16S 


strain ATCC 49929 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Propioniferax. 

408396 Bacteria_16S 
aerophilum strain 
Bacteria; 
408396 Bacteria_16S 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


408396 Bacteria_16S 


naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequen 
naphthovorans Bacteria; 


408396 Bacteria_16S 
strain CIP 103464 


408396 Bacteria_16S 


minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 


Firmicutes; 


2313595 2313665 1 
Bacillales; 
2327267 2327333 2 


2342227 2342293 2 


2357422 2357488 2 


2468429 2468491 8 


2593968 2594034 2 


2607793 2607863 1 


Proteobacteria; 


2639971 2640037 2 


2797598 2797664 2 


71 


68 


68 


68 


70 


AL3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


68 


71 


Gammaproteobacteria; 


68 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


68 


gi|219878488 


gi|219878487 


1585730 1587233 Bacillus humi 


gi|219878431 


gi|219878407 


1700153 17016 
eromonadaceae; 


gi| 219878390 


gi|219878388 


16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219878343 


gi|219878288 


219878172 
sequence 


gi 


219878122 
20991 


gi 


219857647 
sequence 


gi 


219857624 
sequenc 


gi 


gi|219857554 
2267708 22692 


219857520 
23131 


gi 


gi|219857511 


gi| 219857500 
2341772 23432 


219857489 
23569 
Prop 


gi 


219857404 
24679 
Pis 
219857272 


gi 


gi 


gi|219857263 
Ocea 
219857231 
26395 


gi 


inomycetales; 


Actinomycetales; 


eromonadaceae; 


inomycetales; 


inomycetales; 


ref|NR_025627.1 


ref |NR_025626.1 


ref|NR_025570.1 


ref|NR_025546.1 


ref|NR_025529.1 


ref|NR_025527.1 


ref |NR_025482.1 


ref|NR_025427.1 


ref |NR_025311.1 
2033216 203470 


ref |NR_025261.1 


ref |NR_025236.1 


131039 213248 


ND 


ref |NR_025213.1 
e 2165786 216722 


ref|NR_025142.1 
Desul 
ref|NR_025108.1 
25 2314583 Salini 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025088.1 


eae; Pseudonocar 
ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


ref|NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 


gi|219857118 


Viridibacillus arvi 


16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
Viridibacillus. 


Bacillus humi strain 
Bacteria; Firmicutes; 


Kibdelosporangium 


1665031 1666519 Kibdelosporangium albatum 
Pseudonocardineae; Pseudonocardiaceae; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 
Glaciecola. 


Mycobacterium 


1725987 1727471 Mycobacterium 
Corynebacterineae; 


Mycobacterium 
agri Bacteria; 


agri 


Mycobacteriaceae; Mycobacterium. 


Blastococcus 


1788037 1789519 Blastococcus 
Frankineae; Geodermatophilaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 
Glaciecola. 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Nocardioides 


38 2100621 Nocardioides aquiterrae 
Propionibacterineae; 


Nocardioidaceae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Pseudonocardia 
9 Pseudonocardia 


tinomycetales; Pseudonocardineae; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


fofaba. 
Salinicoccus 
coccus alkaliphilus 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Thioalkalimicrobium 
kalimicrobium aerophilum 
; Thioalkalimicrobium. 
Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Neptunomonas 

7 Neptunomonas 
eptunomonas. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 


ref |NR_024746.1 
279714 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 


408396 Bacteria_16S 
weihenstephanensis strain DSM11821 16S ribosomal RNA, p 
weihenstephanensis Bacteria; 
408396 Bacteria_16S 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus 
Bacillaceae; 
408396 Bacteria_16S 
ATCC 51145 16S ribosomal RNA, 
Bacillales; 


Bacillales; 


vitulinus strain 
vitulinus Bacteria; 


408396 Bacteria_16S 


2869400 2869470 1 


2878868 2878938 1 


Bacillus. 
2907703 2907773 1 


Firmicutes; 
2909249 2909319 1 


Firmicutes; 


7L 


Bacill 


au 


Kit 


Sta 
71 


gi 
ales; 


gi 


gi 
partial 


219856878 
artial sequence 
Bacillaceae; 
219856872 


219856851 
sequence 


phylococcus. 


gi 


219856850 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


pasteuri Bacteria; 


408396 Bacteria_16S 
lugdunensis strain ATCC 4 
lugdunensis Bacteria; 
408396 Bacteria_16S 

16S rib 
Firmicutes; 
408396 Bacteria_16S 

delphini strain ATCC 4917 


strain ATCC 43959 
Bacteria; 


delphini Bacteria; 
strain ATCC 35538 


Bacteria; 


arlettae Bacteria; 


408396 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, par 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteoba 
408396 Bacteria_16S 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 
Geodermatophilaceae; 
408396 Bacteria_16S 
aurantiacus strain BC361 16S ribosomal RNA, partial seque 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 
Marmoricola. 
408396 Bacteria_16S 
6S ribosomal RNA, 
Bacillales; 
408396 Bacteria_16S 


Nocardioidaceae; 


strain DSM 5351 1 
Firmicutes; 


Firmicutes; 


Firmicutes; 
408396 Bacteria_16S 
16S rib 
Firmicutes; 
408396 Bacteria_16S 

arlettae strain ATCC 43957 16S ribosomal RNA, partial s 


2910793 2910863 1 


Firmicutes; 
2912335 2912405 1 


Bacillales; 
2913879 2913949 1 
2915422 2915492 1 


Bacillales; 
2916964 2917034 1 


2935007 2935077 1 


3010856 3010922 2 


Modestobacter. 
3012414 3012480 2 


3302971 3303041 1 


Salinicoccus. 
3336297 3336363 2 


Bacillales; 


Stap 
71 


3809 16S ribosomal RNA, partial 
Bacillales; 


s 
7a 


osomal RNA, partial sequence 
Staphylococcus. 


71 


1 16S ribosomal RNA, partial s 
Bacillales; 


Stap 
71 


osomal RNA, partial sequence 
Staphylococcus. 


al 


ves 


68 


68 


pl 


68 


hylococcus 
gi 


taphylococ 
gi 
gi 
hylococcus 
gi 
gi 


gi 


ope 


gi 


gi 


gi 


219856849 
sequence 


cus. 


219856848 


29118 


219856847 
equence 


219856846 


29149 


219856845 
equence 

Firmicutes; Bacillales; Staphylococcus 
i | 219856833 


cteria; 


219846916 


219846915 


nce 


Actinomyc 


219846719 
complete sequence 3302462 33040 


219846694 


strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 33373 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
408396 Bacteria_16S 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 


3337806 3337872 2 


Mycobacteriaceae; Mycobacterium. 


408396 Bacteria_16S 
austroafricanum strain ATCC 33464 16S ribosomal RNA, part 
austroafricanum Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 
408396 Bacteria_16S 


Mycobacteriaceae; 


3339318 3339384 2 


3615541 3615607 2 


68 


gi 


bacterin 


219846693 


sequenc 


68 gi|219846692 
ial sequ 
e; Actin 
68 gi|219846495 


strain 1066 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
408396 Bacteria_16S 


komossense strain 


Mycobacterium. 


408396 Bacteria_16S 


strain ATCC 43910 


Mycobacterium. 


408396 Bacteria_16S 


aggregatus strain 


Blastococcus. 


408396 Bacteria_16S 
strain AW 25 16S ribosomal RNA, partial sequence 
Staphylococcus. 


Firmicutes; 


Bacillales; 


3617050 3617116 2 


3636470 3636536 2 


3840103 3840169 2 


3844716 3844786 1 


68 


Ko2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


68 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


68 


B15 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


PE 


3615060 36165 


gi 


gi 


gi 


bacterin 


219846494 


36165 


es; Cory 


219846481 


36360 


es; Cory 


219846335 


38396 


es; Fran 


gi 


219846332 
3844228 3845697 Staphylococcus warneri Bacteria; 


tial sequence 


Actinomycetales; 


Actinomycetales; 


ref |NR_024697.1 
286889 
Bacillus; 


ref|NR_024691.1 


ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 


ref|NR_024664.1 
2916456 291794 


ref |NR_024652.1 
293453 
Oceanospirillale 
ref|NR_026508.1 

3010413 301189 


Franki 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


ref|NR_026311.1 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026285.1 
e 3337354 333881 
Coryne 


ref|NR_026284.1 
ence 333886 
omycetales; Cory 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


flexus Bacteria; 


Bacillus 
6 2870426 Bacillus 


Bacillus cereus group. 


Bacillus flexus strain 
Firmicutes; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 


27 2913320 Staphylococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 


14 2916405 Staphylococcus caprae 


Staphylococcus 
9 Staphylococcus 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Modestobacter 
4 Modestobacter 
neae; 


Marmoricola 
1 Marmoricola 


bacterineae; 


Salinicoccus roseus 


04 Salinicoccus roseus Bacteria; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Blastococcus 
coccus aggregatus 
tophilaceae; 


ref |NR_025922.1 


Staphylococcus warneri 


408396 Bacteria_16S 3952346 3952416 1 71 
strain DSK1 16S ribosomal RNA, partial sequence 
Proteobacteria; 
408396 Bacteria_16S 
cosmeticum strain 


4038910 4038976 2 68 


gi 
3951843 39533 
Gammaproteobacteria; Alteromonadales; Moritellaceae; 
gi 
LTA-388 16S ribosomal RNA, partial sequence 


cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 


408396 Bacteria_16S 4050957 4051023 2 68 


Nocardioidaceae; Nocardioides. 
408396 Bacteria_16S 4224367 4224437 1 
hispanicus strain 


71 


gi 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 


gi 
DSM 5352 16S ribosomal RNA, partial sequence 


219846257 


219846197 


219846186 


219846055 


Actinomycetale 


Actinomyc 


ref|NR_025847.1| Moritella japonica 
48 Moritella japonica Bacteria; 
Moritella. 
ref|NR_025787.1| Mycobacterium 

4038441 4039947 Mycobacterium 
s; Corynebacterineae; 


ref|NR_025776.1| Nocardioides 
4050504 4051877 Nocardioides 
etales; Propionibacterineae; 


Salinicoccus 
3 Salinicoccus 


ref|NR_025645.1 
4223876 422538 


hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

408396 Bacteria_16S 16997 17066 A 70 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 

strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 29280 29349 1 70 gi|265679044|ref|NR_029352.1]| Lactobacillus 

amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 

amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 52005 52074 1 70 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 

strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 

Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

408396 Bacteria_16S 201078 201139 7 68 gi|265678929|ref|NR_029237.1| Helcococcus kunzii 

strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 

Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

408396 Bacteria_16S 303019 303086 1 68 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 

strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

408396 Bacteria_16S 310705 310766 7 68 gi|265678853|ref|NR_029159.1| Borrelia japonica 

strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 

Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

408396 Bacteria_16S 344410 344479 1 70 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 

strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 380239 380308 1 70 gi| 265678801 |ref|NR_029106.1| Lactobacillus 

delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 
Lactobacillus delbrueckii subsp. indicus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 

Lactobacillus. 

408396 Bacteria_16S 414242 414311 1 70 gi| 265678778 |ref|NR_029083.1| Lactobacillus 

kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 

kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 434273 434342 1 70 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 

strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

408396 Bacteria_16S 474094 474163 1 70 gi|265678735|ref|NR_029040.1| Enterococcus 

phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 

phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

408396 Bacteria_16S 475631 475700 1 70 gi|265678734|ref|NR_029039.1| Lactobacillus 

parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 

parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 484717 484778 7 68 gi| 265678728 |ref|NR_029033.1| Spirochaeta 

bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 

bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

408396 Bacteria_16S 576356 576425 1 70 gi| 265678668 |ref|NR_028973.1| Acidovorax 

valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 

valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


408396 Bacteria_16S 
strain CCUG 42773 


595904 595969 1 66 


408396 Bacteria_16S 
strain ASpGl1 16S 
Spirochaetes; 
408396 Bacteria_16S 


792580 792641 7 68 
ribosomal RNA, partial sequence 


832398 832467 1 70 


moraviensis strain 330 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Bacteria; Firmicutes; 
408396 Bacteria_16S 


Lactobacillales; 


889740 889801 7 68 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; Actinomadura. 
408396 Bacteria_16S 897375 897444 1 70 

strain E6844 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococcaceae; 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


gi 
79 


Spirochaetales; Spirochaetaceae; Spirochaeta. 


gi 


gi 


gi 


265678655 
59545 


265678517 
2094 79356 


265678491 
83188 


265678451 


Enterococcus. 


Actinomycetales; 


ref|NR_028960.1| Actinomyces funkei 
5 596820 Actinomyces funkei Bacteria; 
; Actinomycetaceae; Actinomyces. 


ref|NR_028820.1| Spirochaeta americana 
0 Spirochaeta americana Bacteria; 
ref|NR_028794.1] Enterococcus 


6 833394 Enterococcus moraviensis 
ref |NR_028753.1| Actinomadura 
889276 890727 Actinomadura 


Streptosporangineae; 


265678446 


ref|NR_028748.1| Enterococcus avium 


896853 898376 Enterococcus avium Bacteria; 


Enterococcus. 


408396 Bacteria_16S 962394 962463 1 70 gi| 265678403 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcacea 
408396 Bacteria_16S 996212 996281 1 70 gi| 265678380 
strain B1333 16S ribosomal RNA, complete sequence 995703 99724 
Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 
408396 Bacteria_16S 1011369 1011438 1 70 gi| 265678370 


strain SB2B 16S r 
Proteobacteria; G 
408396 Bacteria_16S 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
1168753 1168814 7 68 gi 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequen 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochae 
408396 Bacteria_16S 1266925 1266994 1 70 gi 
strain UR/MT95 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
408396 Bacteria_16S 1327505 1327574 1 70 gi 


subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequ 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lact 
408396 Bacteria_16S 1385115 1385184 1 70 gi| 228716834 
denitrificans strain 0S217 16S ribosomal RNA, partial sequence 
denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria 
Shewanella. 

408396 Bacteria_16S 1418117 1418178 7 68 gi| 224581446 


strain s840-96-2 
Firmicutes; Clostridia; 
408396 Bacteria_16S 


Clostridiales; Clostridiales Fa 
1466912 1466973 7 68 gi 
strain JZC3 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 
408396 Bacteria_16S 
strain LTH 5753 1 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
408396 Bacteria_16S 1495708 1495769 10 71 gi 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromona 
408396 Bacteria_16S 1525775 1525844 1 70 gi 
strain ATCC 25258 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 
408396 Bacteria_16S 1537904 1537965 7 68 gi 
espanaensis strain NRRL 15764 16S ribosomal RNA, partia 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Saccharothrix. 
408396 Bacteria_16S 1587780 1587849 1 
strain LMG 21727 
Firmicutes; Lactobacillales; 
408396 Bacteria_16S 
decolorationis st 


1477491 1477560 1 70 gi 


70 gi 
Enterococcaceae; Enterococ 
1607832 1607901 1 70 gi 
rain S12 16S ribosomal RNA, partial se 


decolorationis Bacteria; Proteobacteria; Gammaproteobac 
Shewanella. 
408396 Bacteria_16S 1613753 1613814 7 68 gi 


strain CCUG 47334 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
408396 Bacteria_16S 1662436 1662497 7 68 gi 
philippinense strain A 80407 16S ribosomal RNA, partial 
philippinense Bacteria; Actinobacteria; Actinobacterida 
Pseudonocardiaceae; Kibdelosporangium. 
408396 Bacteria_16S 1663976 1664037 7 68 gi 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal R 
Kibdelosporangium aridum subsp. largum Bacteria 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
408396 Bacteria_16S 1816115 1816176 7 68 gi 
aridum strain DSM 43828 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Kibdelosporangium. 
408396 Bacteria_16S 1837453 1837522 1 70 gi 
intestinalis strain DSM 6629 16S ribosomal RNA, partial 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lac 
408396 Bacteria_16S 1839016 1839085 1 70 gi 


strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 18400 


Lactobac 
gi 


Firmicutes; Lactobacillales; 
408396 Bacteria_16S 


Lactobacillaceae; 
1840579 1840648 1 70 


1010904 10123 


1266430 12679 


16S ribosomal RNA, partial sequence 1417633 14190 
1466484 14678 
Spirochaetaceae; Treponema. 


6S ribosomal RNA, partial sequence 1476987 14785 


16S ribosomal RNA, partial sequence 1587284 15887 


v 


hewanellac 
228719827 
ce 11682 
taceae; Sp 
219846423 


alobactera 
219846129 


mily XI. I 
224581408 


219878440 


illus. 
219846691 
14952 
dales; Aer 
219857499 
15252 
; Lactobac 
219857377 
1 sequence 
Actinomyc 


219878486 


cus. 
219878471 
quence 

teria; Alt 


219878467 
16132 
idiales Fa 
219878433 
sequence 
e; Actinom 


219878432 
NA, partia 


Kibdelosp 
219878325 
ence 18156 
ales; Pseu 


219878310 
sequence 
tobacillac 
219878309 


illus. 


ref|NR_028705.1 
961894 963406 
e; Enterococcus. 
ref|NR_028682.1 


ref |NR_028672.1 


eae; Shewanella. 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_026014.1 
; Massilia. 
NR_025719.1 

132699 
obacillaceae; La 
ref|NR_027556.1 
1384632 138613 
Alteromonadale 


ceae 
ref 
ence 


, 


ref |NR_027228.1 


ncer 
ref 


tae Sedis; H 
NR_027189.1 


ref|NR_025579.1 
22 Lactobacillus 


ref|NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_025625.1 
92 Enterococcus 


ref|NR_025610.1 
1607365 160881 
eromonadales; Sh 


ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025572.1 

1661967 166345 
ycetales; Pseudo 


ref 
1 se 


NR_025571.1 
quence 


orangium. 
ref|NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


ref |NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


219878308 


Enterococcus 
Enterococcus 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Spirochaeta 
haeta smaragdinae DSM 


Massilia timonae 


23 Massilia timonae Bacteria; 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 

Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Lactobacillus spicheri 
spicheri Bacteria; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Lactobacillus jensenii 
acillus jensenii 


Saccharothrix 
5 Saccharothrix 


cardineae; 


Enterococcus italicus 


italicus Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Kibdelosporangium 

6 Kibdelosporangium 

nocardineae; 


Kibdelosporangium 
1663507 1664980 


Actinobacteria; Actinobacteridae; 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


ref|NR_025447.1 


Lactobacillus 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 


paraplantarum Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


Lactobacil 


lus. 


408396 Bacteria_16S 1843683 1843752 1 70 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

408396 Bacteria_16S 1846699 1846768 1 70 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

408396 Bacteria_16S 1857156 1857225 1 70 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

408396 Bacteria_16S 1922575 1922644 1 70 gi| 219878246 |ref|NR_025385.1]| Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

408396 Bacteria_16S 1960663 1960732 1 70 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

408396 Bacteria_16S 2082977 2083046 1 70 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 2091989 2092058 1 70 gi|219878128|ref|NR_025267.1| Shewanella baltica 
strain 63 16S ribosomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

408396 Bacteria_16S 2122431 2122500 1 70 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

408396 Bacteria_16S 2169319 2169388 1 70 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

408396 Bacteria_16S 2185993 2186062 1 70 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

408396 Bacteria_16S 2294000 2294069 1 70 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

408396 Bacteria_16S 2547880 2547933 1 54 gi|219857345|ref|NR_024933.1| Desulfosporosinus 
meridiei strain S10 16S ribosomal RNA, partial sequence 2547374 2548878 Desulfosporosinus meridiei 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

408396 Bacteria_16S 2589298 2589367 1 70 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

408396 Bacteria_16S 2590877 2590946 1 70 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

408396 Bacteria_16S 2592451 2592520 1 70 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

408396 Bacteria_16S 2617131 2617200 1 70 gi|219857254|ref|NR_024885.1| Paralactobacillus 
selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

408396 Bacteria_16S 2694090 2694151 7 68 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

408396 Bacteria_16S 2704625 2704694 1 70 gi|219857185|ref|NR_024813.1| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 2740711 2740780 1 70 gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

408396 Bacteria_16S 2844603 28446647 68 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

408396 Bacteria_16S 2918478 2918547 1 70 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

408396 Bacteria_16S 3007930 3007999 1 70 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

408396 Bacteria_16S 3009434 3009503 1 70 gi|219846917|ref|NR_026509.1| Lactobacillus 


fornicalis strain TV1018 16S ribosomal RNA, partial sequence 


fornicalis Bacter 


ia; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


3008942 3010362 Lactobacillus 
Lactobacillus. 


408396 Bacteria_16S 3024526 3024595 1 70 gi| 219846907 |ref|NR_026499.1| Enterococcus 


raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

408396 Bacteria_16S 3038233 3038302 1 70 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

408396 Bacteria_16S 3070001 3070070 1 70 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

408396 Bacteria_16S 3089626 3089695 1 70 gi|219846862|ref|NR_026454.1| Granulicatella 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 


408396 Bacteria_16S 3164941 3165010 1 70 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 3280047 3280114 1 68 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
408396 Bacteria_16S 3315064 3315125 7 68 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 

Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
408396 Bacteria_16S 3316590 3316651 7 68 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 

Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
408396 Bacteria_16S 3318113 3318174 7 68 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 

Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
408396 Bacteria_16S 3493742 3493803 7 68 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

Pseudonocardiaceae; Thermocrispum. 


408396 Bacteria_16S 3760002 3760063 7 68 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
strain Co53T 16S ribosomal RNA, partial sequence 3759507 3761025 Borrelia coriaceae Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

408396 Bacteria_16S 3770450 3770519 1 70 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 
strain R001 16S ribosomal RNA, partial sequence 3769978 3771422 Ralstonia syzygii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

408396 Bacteria_16S 3914909 39149707 68 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
strain Hk501 16S ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

408396 Bacteria_16S 3916325 3916386 7 68 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

408396 Bacteria_16S 3931881 3931950 1 70 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

408396 Bacteria_16S 4084327 4084396 1 70 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
408396 Bacteria_16S 4100712 4100781 1 70 gi|219846152|ref|NR_025742.1| Chitinibacter 


tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

408396 Bacteria_16S 4171212 4171281 1 70 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 
408396 Bacteria_16S 48836 48903 1 68 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
408396 Bacteria_16S 181046 181114 1 69 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


408396 Bacteria_16S 298476 298543 1 68 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
408396 Bacteria_16S 397059 397126 1 68 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 


xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 
408396 Bacteria_16S 976154 976214 1 61 gi|265678393|ref|NR_028695.1| Lewinella nigricans 
strain SS-2 16S ribosomal RNA, partial sequence 975693 977130 Lewinella nigricans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
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eria; Actinobacteria; Actinobacteridae 


FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 


in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 


11961 
rochaetales; Brachyspiraceae; Brachysp 


strain B-38 16S ribosomal RNA, partia 


Gammaproteo 


401 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinobacteria; Actinobacter 


6S ribosomal RNA, partial sequence 54638 
pelotrichi; Erysipelotrichales; Erysip 


dassonvillei strain IMRU 509 16S ri 


265678391 


978631 98004 


219878359 
e 17670 
id 


219857290 
al 
id 

219856834 
sequence 
a; 


219846759 
quence 


, 


219846674 
uence 
er 


219846505 
1 


219846433 
ce 37043 
robiales; 

219846432 
37058 
robiales; 

219846431 
ence 37073 
robiales; 

219846430 
e 37089 
robiales; 

219846346 
38245 
llales; 
219722939 


4243475 42448 
occineae; 


oc 
265679055 
13410 


ira. 
265679054 
1 sequence 
bacteria; 


265679042 
ce 31915 
ales; Micr 


265679035 
partial s 
idae; Acti 


265679027 
56028 
elotrichac 
265679006 
bosomal RN. 


eptospiril 


iales Fa 


sequenc 
iales; V 


Alteromonad 


Desulfov 


rucomicr 


sequence 
Actinomy 


Pa 


ref 


hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 
16S 1432016 1432076 8 68 gi|224581434|ref|NR_027216.1 
in L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptos 


lum. 
ref 


mily 
ref 


eill 
ref 


ref 
ibri 

ref 
obia 
ref 
ceta 
ref 


Verr 
ref 


Verr 
ref 


Verr 
ref 


Verr 
ref 


steu 
ref 


; De 
ref 
ref 
Thio 
ref 
ococ 
ref 
eque 
nomy 
ref 
eae; 


ref 
A, Pp 


74 1768507 Sedime 


e 2565759 256728 


2933018 29344 


3241884 32433 


3363492 33649 


3601450 36029 


51 3705819 Prost 


70 3707337 Prost 


88 3708856 Prost 


07 3710374 Prost 


98 3826078 Aviba 


13461 


33385 


NR_028693.1 


NR_025498.1 


XI. Incerta 


NR_024921.1 


onellaceae; 
NR_024653.1 
8 
ales; Altero 
NR_026351.1 
9 
onales; Desu 
NR_026266.1 
8 
les; Verruco 
NR_026097.1 
4 
les; Actino 
NR_026024.1 
h 
ucomicrobiac 
NR_026023.1 
h 
ucomicrobiac 


NR_026022.1 


ucomicrobiac 
NR_026021.1 
h 
ucomicrobiac 
NR_025937.1 
(2) 
rellaceae; A 
NR_024571.1 


rmabacterace 
NR_029363.1 


NR_029362.1 
14981 
trichales; F 
NR_029350.1 
Microb 
cineae; Micr 


NR_029343.1 
nce 42294 


cetales; Str 


NR_029335.1 
Holdemania 


NR_029314.1 
artial seque 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Leptospirillum 
pirillum ferrooxidans 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Marinobacterium 
0 Marinobacterium 
monadaceae; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Actinomyces 
5 Actinomyces 


mycineae; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Avibacterium volantium 
terium volantium 
vibacterium. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Nocardiopsis 
43754 Nocardiopsis 


eptosporangineae; 


Holdemania filiformis 


Holdemania filiformis Bacteria; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


408396 Bacteria_16S 
strain 136 16S ribosomal RNA, partial sequence 


Streptosporangineae; Nocardiopsaceae; 
120267 120334 1 68 gi 


Nocardiops 
265678982 


is. 


ref 


NR_029290.1 


Cellulomonas uda 


119823 121322 Cellulomonas uda Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 


408396 Bacteria_ 


ureafaciens strai 
Bacteria; Actinob 


Arthrobacter. 
408396 Bacteria_ 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


408396 Bacteria_ 


epidermidis strai 
Bacteria; Actinob 


Brevibacterium. 
408396 Bacteria_ 
strain 113-1 16S 


Firmicutes; Erysi 
408396 Bacteria_16S 
aminovalericum st 
aminovalericum Ba 
408396 Bacteria_16S 
strain 40 16S rib 
G 
408396 Bacteria_16S 
proteoclasticum s 
proteoclasticum B 
408396 Bacteria_16S 
actinomycetemcomi 

Aggregatibacter actinomycetemcomitans Bacteria; 
P 
408396 Bacteria_16S 


Proteobacteria; 


Pasteurellales; 
strain MSB-8 16S 
Thermotogae; 
Firmicutes; 


subtile strain F3 


Bacteria; Actinob 
408396 Bacteria_16S 
denticolens strai 
denticolens Bacte 


Parascardovia. 


408396 Bacteria_16S 


strain YIM 70081 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


408396 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


408396 Bacteria_16S 


strain OK2 16S ri 
Proteobacteria; 


strain AIP 354.02 
Firmicutes; Clost 


408396 Bacteria_16S 
antiquum strain V. 
antiquum Bacteria; 


Brevibacterium. 


408396 Bacteria_16S 


strain YIM 70085 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


408396 Bacteria_16S 


Ther 
408396 Bacteria_16S 
strain H168 16S r 
Clost 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 


asteurellaceae; Aggregatibacter. 
304540 304607 1 68 

ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
322799 322866 1 68 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
335231 335298 1 68 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
336797 336864 1 68 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


gi 


359137 359204 1 68 gi 


360683 360750 1 68 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


377178 377245 1 
complete sequence 
Actinomycetales; Micrococcineae; Micr 
384843 384906 8 71 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
394059 394126 1 68 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
420268 420335 1 68 gi 
KM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


68 gi 


v 


421809 421876 1 68 gi 


426516 426583 1 68 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 

429603 429670 1 


68 gi 


304028 30558 


322285 32381 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_16S 


384340 38587 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_16S 


265678857 


265678845 


ae; Haloth 
265678834 
33475 
riales; Bi 
265678833 
quence 
Bifidobac 


265678815 

ococcineae 

265678814 
sequence 


Actinomyc 


265678803 


376697 378215 Agromyces 


obacteriac 
265678798 


seudomonad 
265678792 
39362 
Oribacter 
265678774 
sequence 
tinomyceta 


265678773 


ococcineae 
265678770 
1 sequence 
e; Actinom 


265678768 


ref|NR_029163.1 


ref|NR_029150.1 
ermothrix. 
ref|NR_029139.1 
5 336267 Bifido 
fidobacteriaceae 
ref |NR_029138.1 

336318 337835 
teriales; Bifido 


ref|NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029119.1 

360205 361665 
etales; Micrococ 
ref|NR_029108.1 
ulmi Bacter 
Agromyces. 
NR_029103.1 


eae; 
ref 


aceae; Pseudomon 
ref|NR_029097.1 
6 394999 Oribac 
ium. 
ref 

4 
les; 


NR_029079.1 
19777 421277 
Micrococcin 


ref |NR_029078.1 


; Yaniellaceae; 


16S 134024 134091 1 68 gi|265678973|ref|NR_029281.1| Arthrobacter 

n NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

16S 158326 158393 1 68 gi| 265678957 |ref|NR_029265.1| Microbacterium 

n DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Microbacterium. 

16S 162782 162849 1 68 gi| 265678954 |ref|NR_029262.1| Brevibacterium 

n P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 

16S 185728 185795 1 68 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

188819 188886 1 68 gi|265678937|ref|NR_029245.1| Clostridium 
rain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

213530 213593 8 71 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
osomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
ammaproteobacteria; Oceanospirillales; Marinomonas. 

271176 271243 1 68 gi| 265678879 |ref|NR_029185.1]| Clostridium 
train B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

292523 292590 1 68 gi|265678865|ref|NR_029171.1| Aggregatibacter 
tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Bifidobacterium 
bacterium subtile 
; Bifidobacterium. 
Parascardovia 
Parascardovia 
bacteriaceae; 


Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Oribacterium sinus 
terium sinus Bacteria; 


Brevibacterium 
Brevibacterium 


eae; Brevibacteriaceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 


ref|NR_029075.1 
426041 427535 
ycetales; Microc 


ref|NR_029073.1 


halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Nesterenkonia. 


Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 


429128 430610 


Nesterenkonia 


408396 Bacteria_16S 


kentuckyensis strain NRRL B-24129 16S ribosomal RNA, pa 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 


Pseudonocardiaceae; 


437399 437466 1 


Amycolatopsis. 


68 


gi 


265678763 


rtial sequence 
e; Actinomycetales; 


ref |NR_029068.1 


43692 


2 
Pseudonocardineae; 


Amycolatopsis 
438427 Amycolatopsis 


408396 Bacteria_16S 441990 442057 1 68 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

408396 Bacteria_16S 445047 445110 8 71 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

408396 Bacteria_16S 457399 457462 8 71 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 


strain CFBP 2022 
Proteobacteria; 
408396 Bacteria_16S 


palleroniana strain CFBP 4389 16S ribosomal RNA, partia 
palleroniana Bacteria; 


Pseudomonas. 
408396 Bacteria_16S 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
408396 Bacteria_16S 


458851 458914 8 
Proteobacteria; 


460323 460390 1 


Amycolatopsis. 
469363 469430 1 


71 


Gammaproteobacteria; 


68 


68 


strain A10 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
408396 Bacteria_16S 
strain DLE411J 16 
Proteobacteria; 
408396 Bacteria_16S 


ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 


Bacteria; 
408396 Bacteria_16S 


kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
408396 Bacteria_16S 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


470948 471011 8 


487879 487942 8 


494065 494132 1 


495570 495637 1 


Micrococcaceae; Arthrobacter. 


408396 Bacteria_16S 
strain DV1140 16S 
Thermotogae; 
408396 Bacteria_16S 
variabile strain 
Bacteria; 
408396 Bacteria_16S 
strain P 513/19 1 
Proteobacteria; 
408396 Bacteria_16S 
strain P 527/13 1 
Proteobacteria; 
408396 Bacteria_16S 
strain P 538/23 1 
Proteobacteria; 
408396 Bacteria_16S 


Firmicutes; 


504846 504913 1 


539830 539897 1 


Clostridia; 


555141 555204 8 


556683 556746 8 


558227 558290 8 


564351 564418 1 


7k 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


71 


68 


68 


68 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


68 


Clostridiales; 


7k 


cpl 


71 


68 


strain LV3 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408396 Bacteria_16S 
strain B22P3 16S 


408396 Bacteria_16S 
mindensis strain 
mindensis Bacteria; 
408396 Bacteria_16S 
aerolatum strain 


Microbacterium. 
408396 Bacteria_16S 


598717 598784 1 


611040 611107 1 


TMW 1.80 16S ribosomal RNA, 


Firmicutes; 
618759 618826 1 


620210 620277 1 


68 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


68 


Lactobacillales; 


68 


68 


16S ribosomal RNA, partial sequence 456977 45835 
Gammaproteobacteria; Pseudomonadales; P 


gi 


gi 


gi 
46 


gi 
47 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


gi 


gi 
50 


gi 


BI 114 16S ribosomal RNA, partial sequence 53938 
Ruminococcaceae; 


gi 


6S ribosomal RNA, partial sequence 554659 55615 
Gammaproteobacteria; Pseudomonadales; P 


gi 


6S ribosomal RNA, partial sequence 556201 55769 
Gammaproteobacteria; Pseudomonadales; P 


gi 


6S ribosomal RNA, partial sequence 557743 55923 
Gammaproteobacteria; Pseudomonadales; P 


gi 


563902 56532 
Micrococcineae 


gi 


598291 59976 
Streptomycineae; 


gi 


complete sequence 
Lactobacillaceae 


gi 


V-73 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Streptosporang 


265678745 
1 sequence 


265678744 


265678738 
8944 47039 


265678737 
0446 47199 


265678726 
48737 


265678722 
Actinomy 


265678721 


265678715 
4361 50587 


265678692 


265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 
265678676 
265678653 


265678644 


265678639 
61837 


seudomonadaceae; 


Pseudomonadales; 


Actinomyceta 


seudomonadaceae; 


Micrococcineae; Mic 


ref|NR_029050.1 
458401 459808 


ref|NR_029049.1 
459859 461323 
les; 


ref|NR_029043.1 


ineae; 


ref|NR_029042.1 


ref |NR_029031.1 
Marinomonas. 
ref |NR_029027.1 
493586 495067 
cetales; 


ref|NR_029026.1 
495118 496571 
Microc 


ref|NR_029020.1 


ref |NR_028997.1 
4 540811 Subdol 
ref |NR_028987.1 


aceae; Pseudomon 
ref|NR_028986.1 


aceae; 
ref|NR_028985.1 


aceae; Pseudomon 
ref|NR_028981.1 


; Microbacteriac 
ref |NR_028958.1 
1 Streptomyces 
Streptomyceta 
ref |NR_028949.1 

610536 612079 
; Lactobacillus. 
ref |NR_028944.1 
1 619715 Microb 
xr 


265678638 


hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 


Subdoligranulum. 


0 Pseudomonas salomonii Bacteria; 
Pseudomonas. 


Pseudomonas 
Pseudomonas 


Pseudomonadaceae; 


Amycolatopsis 
Amycolatopsis 


Pseudonocardineae; 


Actinomadura latina 


5 Actinomadura latina Bacteria; 
Thermomonosporaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 
Pseudomonas. 


Marinomonas 


1 488866 Marinomonas ushuaiensis 


Arthrobacter 
Arthrobacter 


Micrococcineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Subdoligranulum 
igranulum variabile 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 
Pseudomonas. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 
Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Lactobacillus 
Lactobacillus 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


ref|NR_028943.1 
619766 621178 


Caminibacter 
Caminibacter 


408396 Bacteria_16S 


strain 520-20 16S 


408396 Bacteria_16S 


Micrococcaceae; Nesterenkonia. 


408396 Bacteria_16S 


urinaehominis Bac 


408396 Bacteria_16S 


N7 16S ribosomal 


Gammaproteobacter 
408396 Bacteria_16S 
frederiksbergensi 
frederiksbergensi 


Pseudomonas. 


640028 640091 8 71 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

641560 641627 1 68 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

650752 650819 1 68 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 

teria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

659624 659687 8 71 gi|265678609|ref|NR_028914.1| Moraxella canis strain 

RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 

671797 671860 8 71 gi|265678601|ref|NR_028906.1| Pseudomonas 

s strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
s Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
706257 706324 1 68 gi| 265678578 |ref|NR_028883.1| Dorea longicatena 


408396 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


408396 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


408396 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


408396 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


408396 Bacteria_16S 


strain IMT37 16S 
Proteobacteria; 


strain 19 16S rib 
Firmicutes; Clost 


408396 Bacteria_16S 
ain LX3 16S ribosomal RNA, partial seq 


singaporensis str 
singaporensis Bac 
Klebsiella. 


408396 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


408396 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


408396 Bacteria_16S 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


408396 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


408396 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


408396 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


408396 Bacteria_16S 


salivarius strain 
salivarius Bacter 


408396 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


408396 Bacteria_16S 


199/55 16S riboso 


G 
408396 Bacteria_16S 


ribosomal RNA, partial sequence 


teria; Proteobacteria; Gammaproteobact 
853338 853405 1 68 gi 
in Mb1Pa 16S ribosomal RNA, partial se 


eria; Proteobacteria; Deltaproteobacte 


874640 874707 1 68 gi 
CY-7113 16S ribosomal RNA, partial seq 


Streptosporangium. 

876089 876156 1 68 gi 
n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


eae; 


888241 888308 1 68 gi 
-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
909712 909779 1 68 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
931374 931441 1 68 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
932957 933024 1 68 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
960826 960889 8 71 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1014367 1014430 8 71 gi 
mal RNA, partial sequence 


705889 70720 


uence 
eria; 


265678477 
quence 
ria; 


265678462 
uence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


265678461 
nce 
ales; 


265678452 
nce 
ales; 


265678438 
quence 
iales; 
265678424 


265678423 
uence 


265678404 


265678368 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


Ente 


Desul 


87568 
Stre 


88778 
Pseu 


Clo 
tial seque 
lostridial 
bacillacea 


96032 
seudomonad 


ridia; Clostridiales; Lachnospiraceae; Dorea. 
772543 772610 1 68 gi|265678531|ref|NR_028835.1 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipe 
784916 784979 8 71 gi| 265678522 |ref|NR_028826.1 
in CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 
798684 798751 1 68 gi| 265678513 |ref|NR_028816.1 
ribosomal RNA, partial sequence 798207 799714 Turicibacter 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacte 
821543 821606 8 71 gi| 265678498 |ref|NR_028801.1 
ribosomal RNA, partial sequence 821061 82256 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
846046 846113 1 68 gi| 265678482 |ref|NR_028785.1 
osomal RNA, partial sequence 845553 84708 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
848945 849016 1 71 gi|265678480|ref|NR_028783.1 


roba 
ref 
foba 
ref 
ales 
ref 
6 
ptom 
ref 
dono 
ref 
stri 
ref 
nce 
es; 


ref 


e; L 
ref 


acea 
ref 


848542 84982 


852834 85435 


874217 87563 


877087 Strep 


3 889225 Sacch 


909211 91074 


932436 93400 


3 961843 Pseud 


3 
cteriales; E 
NR_028780.1 
7 
cterales; De 
NR_028765.1 
5 
fo) 


, 


Streptosp 


NR_028764.1 
t 
ycineae; Str 
NR_028754.1 
a 
cardineae; P 
NR_028740.1 
3 
diaceae; Clo 
NR_028726.1 

930884 
Clostridiace 
NR_028725.1 
5 
actobacillu 
NR_028706.1 
° 
e; Pseudomon 


n 


4 Dorea longicatena Bacteria; 


Atopostipes 
Atopostipes 
s. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Turicibacter sanguinis 


sanguinis Bacteria; 


r. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Clostridium scindens 


1 Clostridium scindens Bacteria; 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Streptosporangium 
Streptosporangium 
rangineae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Clostridium 
Clostridium 
stridium. 
Clostridium 
932385 Clostridium 
ae; Clostridium. 
Lactobacillus 
Lactobacillus 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Moraxella ovis strain 


NR_028670.1 


1013897 1015342 Moraxella ovis Bacteria; 


Proteobacteria; 


408396 Bacteria_16S 


strain Ne 11 16S 
Proteobacteria; 


satsumensis strai 
satsumensis Bacte 


408396 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


408396 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


408396 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


408396 Bacteria_16S 


strain ES10.1 16S 


Actinobacteria; Actinoba 
408396 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


408396 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


408396 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


408396 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


408396 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


408396 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


408396 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


408396 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


408396 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


408396 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


408396 Bacteria_16S 


strain NCIMB 7030 
Actinobacteria; A 


408396 Bacteria_16S 


cellulosolvens 6 
Bacteria; Firmicu 


408396 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


408396 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


408396 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


G 
408396 Bacteria_16S 


motogales; 
408396 Bacteria_16S 


1015863 1015926 8 ot 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 
1032685 1032752 1 68 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1064745 1064808 8 71 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1082494 1082561 1 68 gi 


gi 


s 


s 
ri 


265678367 
1015393 10168 


265678356 
obacillace 


265678334 


265678321 
6S ribosomal RNA, partial sequence 1082049 10834 


axellace 


equence 


equence 
a; Ocean 


ref|NR_028669.1| Moraxella catarrhalis 
38 Moraxella catarrhalis Bacteria; 
ae; Moraxella. 
ref|NR_028658.1 
1032165 103372 
ae; Lactobacillu 
ref|NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref |NR_028623.1 
61 Lactobacillus 


Lactobacillus 
0 Lactobacillus 
Ss. 

Marinomonas 
0 Marinomonas 
rinomonas. 

Lactobacillus 
equi Bacteria; 


equi 


bacillales; Lactobacillaceae; Lactobacillus. 

1088610 1088673 8 71 gi|265678317|ref|NR_028619.1| Pseudomonas 
in E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

1130905 1130972 1 68 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 

ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
cteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

1132435 1132502 1 68 gi|253680768|ref|NR_028016.1| Brevibacterium 
CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 

1136949 1137016 1 68 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
mal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 

Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

1138500 1138567 1 68 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 

omal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

1165783 1165850 1 68 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 
somal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

1177874 1177941 1 68 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
osomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
aetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

1200537 1200604 1 68 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
2261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
ynergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

1202115 1202182 1 68 gi|228715358|ref|NR_027530.1| Thermotoga neapolitana 
somal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
motogales; Thermotogaceae; Thermotoga. 

1208183 1208246 1 64 gi|228715352|ref Cryptobacterium curtum 


osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacterial 
1233798 1233865 1 68 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

1236864 1236931 1 68 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1298383 1298450 1 68 gi 
55 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1302936 1303003 1 68 gi 


ia 
ae 
, 


en 
sp 


oc 


tes; Clostridia; Clostridiales; Eubacter 
1332098 1332165 1 68 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1335137 1335204 1 68 gi 
ibosomal RNA, partial sequence 
Thermotogaceae; 
1360925 1360992 1 68 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

1363873 1363940 1 68 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 


eq 
S; 


Petrotoga. 


en 
id 


v 


408396 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


1409007 1409074 1 68 gi 
ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


1207714 12091 


219878266 


219878251 
219846893 
219846514 
16S ribosomal RNA, partial sequence 1302478 13039 
228721494 
228721489 


1334683 13361 


228719712 


228719063 


Ruminococc 
224581401 
1408524 1409968 Clostridium hylemonae Bacteria; 
Clostridium. 


es; Cori 


1 sequen 
Actino: 


, 
ce 12363 
iraceae; 
12979 
occineae 
iaceae; 


uence 
Thermot 


ce 13604 
imicrobi 


13634 


NR_027524.1 
42 Cryptobacterium curtum DSM 15641 
obacterineae; Coriobacteriaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


ref|NR_025405.1 
ce 1233340 123481 
mycetales; Micro 


ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_026485.1 
19 1299312 Brevib 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Brevibacterium avium 
acterium avium Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 
NR_027617.1 
1331586 133309 
ogaceae; Thermosipho. 
ref|NR_027612.1| Petrotoga mobilis 
55 Petrotoga mobilis SJ95 Bacteria; 


Thermosipho 
7 Thermosipho 


ref|NR_027584.1| Acidimicrobium 
61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 


v 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 


ref|NR_024719.1| Clostridium hylemonae 


408396 Bacteria_16S 
strain LMG 2210 1 
Proteobacteria; 
408396 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 


1415034 1415097 8 


1421127 14211941 


Micrococcaceae; Arthrobacter. 


408396 Bacteria_16S 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinob 
Promicromonospora 
408396 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 


1448915 1448982 1 


1453360 1453427 1 


Micrococcaceae; Arthrobacter. 


408396 Bacteria_16S 


1454913 1454984 1 


71 


68 


68 


68 


el 


gi 


gi 


strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


gi 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial 


doudoroffii Bacteria; 
408396 Bacteria_16S 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Clostridiales; 


WM1 Bacteria; 
408396 Bacteria_16S 
saccharolyticum subsp. 
1498218 Ha 
Halanaerobiales; 
408396 Bacteria_16S 


51271 16S ribosomal RNA, 


Firmicutes; Clost 
408396 Bacteria_16S 
strain DSM 20127 


408396 Bacteria_16S 
ATCC 49176 strain 
ATCC 49176 Bacteria; 
408396 Bacteria_16S 
strain PC18 16S r 
Firmicutes; Clost 
408396 Bacteria_16S 
strain PC80 16S r 
Firmicutes; Clost 
408396 Bacteria_16S 
pretoriensis stra 


Proteobacteria; 


Firmicutes; 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


1491227 1491294 1 


Clostridia; 
1497227 1497294 1 


68 


68 


Gammaproteobacter 


gi 


gi 


saccharolyticum strain DSM 6643 


1498739 1498806 1 


1501633 1501700 1 


1510769 1510836 1 


1518110 1518177 1 


1519622 1519689 1 


1563421 1563488 1 


Pseudonocardiaceae; Amycolatopsis. 


408396 Bacteria_16S 
strain MK27-91F2 


408396 Bacteria_16S 


1573985 1574052 1 


1603242 1603309 1 


complete sequence 
ridia; Clostridiales; Lachnospiraceae; 


lanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 


68 


68 


68 


GIFU 12707 16S ribosomal RNA, 
Firmicutes; 


68 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


68 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


68 


68 


68 


Halanaerobium. 


gi 


gi 


complete sequence 


Lactobacillales; Aeroc 


cl 


sac 


224581448 


6S ribosomal RNA, partial sequence 1414552 14160 
Gammaproteobacteria; Pseudomonadales; P 


224581444 


224581421 
4 
ales; 


224581418 
1 sequ 
ridae; 


224581417 
sequence 


219846902 
os 

219846665 
16 
ch 


219846656 


1498269 1499735 Catonella 


Cc 
219846604 


seudomonadaceae; 


1 sequence 


4484 
Micrococ 


ence 
Act 


ia; Aeromonada 


14907 
tridiace 


S ribosomal 
arolytic 


atonella. 


15011 
occineae 


ref|NR_027230.1| Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
Pseudomonas. 
ref|NR_027226.1| Arthrobacter 

1420664 1422164 Arthrobacter 


Actinomycetales; Micrococcineae; 


ref|NR_027202.1| Promicromonospora 
60 1449852 Promicromonospora aerolata 
cineae; Promicromonosporaceae; 


ref|NR_027199.1] Arthrobacter 
1452894 1454381 Arthrobacter 
inomycetales; Micrococcineae; 


Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Clostridium 
idium saccharolyticum 


ref |NR_027198.1 
1454432 145591 
les; Aeromon 
ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_026257.1| Halanaerobium 
RNA, complete sequence 
acteria; Firmicutes; 


1496733 


um B Clostridia; 
Catonella morbi ATCC 


51271 Bacteria; 


ref|NR_026248.1 


morbi ATCC 


ref|NR_026196.1| Sinomonas atrocyanea 
62 1502633 Sinomonas atrocyanea Bacteria; 
; Micrococcaceae; Sinomonas. 


gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 

complete sequence 1510256 1511666 Abiotrophia defectiva 
occaceae; Abiotrophia. 

gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 


1517647 15191 


gi 


1519166 15206 
espellia. 


gi 


in NRRL B-24133 16S ribosomal RNA, parti 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


H 
219857617 


H 
219846103 


219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


219878475 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 
408396 Bacteria_16S 
inopinata strain 
Bacteria; 
408396 Bacteria_16S 
strain SNG49 16S 


408396 Bacteria_16S 


proteolytica strain CMS 64 16S ribosomal RNA, partial s 
proteolytica Bacteria; Proteobacteria; Gammaproteobacte 


Pseudomonas. 
408396 Bacteria_16S 


strain CMS 38 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


408396 Bacteria_16S 


strain CMS 35 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


408396 Bacteria_16S 


strain 16351 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
408396 Bacteria_16S 


1631916 1631983 1 


1639443 1639510 1 


1641010 1641073 8 


1642572 1642635 8 


1644133 1644196 8 


1670129 1670196 1 


Clostridiales; 
1673064 16731311 


68 


68 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


71 


TL 


vei 


68 


Actinobacteria; Actinobacteridae; Ac 


gi 


143-02 16S ribosomal RNA, partial sequ 
Firmicutes; Erysipelotrichi; Erysipelotrichal 


gi 


1638983 16404 
Streptosporang 


gi 


gi 


gi 


gi 


1669639 16711 


Clostridiaceae; 


68 


gi 


219878455 
es; 


219878450 


219878449 
equence 
ria; 


219878448 


1642082 16435 
seudomonadaceae; 


219878447 


1643643 16451 


219878428 


cl 
219878426 


espellia. 


al seque 
Actinomyceta 


tinomyceta 


ence 16314 
Erysipelot 


Pseudomon 


seudomonadaceae; 


ostridium. 


15 Hespellia stercorisuis Bacteria; 


ref|NR_025206.1| Hespellia porcina 
14 Hespellia porcina Bacteria; 


ref 
nce 


NR_025693.1| Amycolatopsis 
1562964 1564361 Amycolatopsis 
les; Pseudonocardineae; 
ref|NR_024687.1| Umezawaea tangerina 
00 Umezawaea tangerina Bacteria; 
Actinosynnemataceae; Umezawaea. 
ref|NR_025614.1| Brevibacterium 
1602772 1604264 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 


ref|NR_025594.1| Erysipelothrix 
20 1632923 Erysipelothrix inopinata 
richaceae; Erysipelothrix. 
ref|NR_025589.1| Nocardiopsis aegyptia 
69 Nocardiopsis aegyptia Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025588.1] Pseudomonas 

1640520 1642031 Pseudomonas 
adales; Pseudomonadaceae; 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
Pseudomonas. 

ref|NR_025567.1| Clostridium bolteae 

36 Clostridium bolteae Bacteria; 


ref|NR_025565.1| Amycolatopsis 


vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 


vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


408396 Bacteria_ 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


408396 Bacteria_ 


mediatlanticus st 
mediatlanticus Ba 


408396 Bacteria_ 
strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


408396 Bacteria_ 
strain CFBP 2341 
Proteobacteria; 

408396 Bacteria_ 


strain TO1 16S ri 
G 


Proteobacteria; 
408396 Bacteria_ 


paraoxydans strai 


G 


ribosomal RNA, partial sequence 


16S 1694452 1694515 8 71 gi|2 
ammaproteobacteria; Pseudomonadales; P 
16S 1695996 1696059 8 71 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 1697537 1697604 1 68 gi 


n CF36 16S ribosomal RNA, partial sequ 


2 


no 


se 


se 


en 


1681727 16832 
mycineae 


19878411 


16S ribosomal RNA, partial sequence 1693968 16954 
udomonad 


19878410 


1695512 16970 
udomonad 
219878409 
ce 16970 


2 AC 
ref 


tinomycetac 
NR_025550.1 


acea 
ref 


e; Pseudomo 
NR_025549.1 


aceae; Pseudomo 
ref|NR_025548.1 
56 1698545 Micro 


b 


16S 1674587 1674654 1 68 gi|219878425|ref|NR_025564.1| Amycolatopsis 

n DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Amycolatopsis. 

16S 1680661 1680728 1 68 gi|219878421|ref|NR_025560.1| Vulcanithermus 

rain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

16S 1682221 1682288 1 68 gi|219878420|ref|NR_025559.1| Actinomyces oricola 


34 Actinomyces oricola Bacteria; 
e 


ae; Actinomyces. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
n 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
n 


as. 
Microbacterium 
acterium paraoxydans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

408396 Bacteria_16S 1737149 1737212 8 va gi| 219878383 |ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

408396 Bacteria_16S 1740212 1740279 1 68 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
408396 Bacteria_16S 1743301 1743368 1 68 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

408396 Bacteria_16S 1781140 1781207 1 68 gi|219878349|ref|NR_025488.1| Citricoccus muralis 
strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_16S 
neutrophila strai 
neutrophila Bacte 


Halorhodospira. 


408396 Bacteria_16S 
gandavensis strai 


gandavensis Bacte 
Arthrobacter. 


408396 Bacteria_16S 


scardovii strain 
scardovii Bacteri 
Bifidobacterium. 


408396 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


408396 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


408396 Bacteria_16S 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


408396 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


408396 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


408396 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


oc 
1787119 1787177 9 68 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1799187 1799254 1 68 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


1832915 1832982 1 68 gi 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


se 
Bif 
1852645 1852712 1 68 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1854204 18542711 68 gi 
rain CCUG 44365 16S ribosomal RNA, parti 
cteria; Firmicutes; Lactobacillales; Aer 
1874008 1874075 1 68 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


s 
da 


s 
Ac 


1876981 1877048 1 68 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

1903119 1903186 1 68 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
1908798 1908865 1 


2 
1 
, 
gi 


Facklamia. 
68 gi 


408396 Bacteria_16S 


uence 


, 


219878336 
qu 
Actinomyc 


ence 


219878313 


quence 


219878299 


equence 
e; 


219878298 
al seque 
ococcace 
219878285 


equence 


19878283 
sequence 
Actinomy 


219878261 
1902626 19040 


219878257 


in CCUG 43001 16S ribosomal RNA, partial sequenc 
eria; Firmicutes; Lactobacillales; Aerococcaceae 
1948531 1948598 1 68 gi| 219878229 


foliorum strain P 333/02 16S ribosomal RNA, partial sequence 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


occineae 
219878344 
eq 


ia; Chroma 


idobacte 


Actin 


tinomyce 


; Micrococcaceae 
ref |NR_025483.1 

1786631 178798 
tiales; Ectothio 


ref|NR_025475.1 
1798724 180016 
etales; Micrococ 


ref|NR_025452.1 
1832458 183383 
riales; Bifidoba 


ref|NR_025438.1 
1852181 185367 
omycetales; Stre 


ref 
nce 


NR_025437.1 
185372 

ae; Globicatell 
ref|NR_025424.1 
1873541 187493 
tales; Micrococc 


ref|NR_025422.1 
1876505 187800 
cetales; Strepto 


ref |NR_025400.1 


ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref |NR_025368.1 


; Citricoccus. 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Globicatella 
6 1855215 Globicatella 


a. 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Nocardiopsis 
9 Nocardiopsis 


sporangineae; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Aerococcus 
6 Aerococcus 


Microbacterium 


1948071 194955 


0 Microbacterium 


408396 Bacteria_ 
strain CF-25 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408396 Bacteria_ 
strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408396 Bacteria_ 
phenolica strain 
Bacteria; 
408396 Bacteria_ 


strain Cm al3 16S 
D 


Proteobacteria; 
408396 Bacteria_ 


lanuginosus strai 
lanuginosus Bacte 


Chondromyces. 
408396 Bacteria_ 


apiculatus strain 
apiculatus Bacter 


Chondromyces. 
408396 Bacteria_ 


paucivorans strai 
paucivorans Bacte 


408396 Bacteria_ 


antarcticus strai 
Bacteria; Actinob 


408396 Bacteria_ 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


408396 Bacteria_ 


illinoisensis str 
illinoisensis Bac 


Alkanindiges. 


408396 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; 


Proteob 


G 


16S 1957538 1957605 1 68 
ribosomal RNA, partial sequence 


gi 
19 


16S 1959094 1959161 1 68 
ribosomal RNA, partial sequence 


gi 


16S 1975717 1975784 1 68 gi 


16S 1981947 1982010 8 EE 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 


16S 1983532 1983595 8 TL 


gi 


gi 


ria; Proteobacteria; 


16S 1985116 1985179 8 71 


gi 


16S 2039855 2039922 1 68 gi 


Firmicutes; 
2065972 2066039 1 


ria; 


16S 68 gi 


16S 2079829 2079896 1 68 gi 


eae; Propionimicrobium. 
16S 2107214 2107277 8 71 
ain MVAB Hexl 16S ribosomal RNA, 
teria; Proteobacteria; 


gi 


2143546 2143609 8 71 
S ribosomal RNA, partial sequence 


gi 


2145051 2145114 8 71 


gi 


umsongensis strain Ps 3-10 16S ribosomal RNA, partial s 


umsongensis Bacteria; Proteobacteria; Gammaproteobacter 


Pseudomonas. 


408396 Bacteria_16S 
extremorientalis strain KMM 3447 16S ribosomal RNA, par 
Gammaproteob 


extremorientalis 
Pseudomonas. 


408396 Bacteria_16S 


strain YIM 21741 


2219282 2219345 8 71 


gi 


Bacteria; Proteobacteria; 


2228349 2228416 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 
costantinii strai 
costantinii Bacte 


Pseudomonas. 


408396 Bacteria_16S 


strain KS9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; 


strain CFML 97-39 
Proteobacteria; 


strain CFML 97-51 
Bacteria; Proteob 


408396 Bacteria_16S 


gubbeenense strai 
gubbeenense Bacte 
Microbacteriaceae 


408396 Bacteria_16S 


Clost 
408396 Bacteria_16S 


G 
408396 Bacteria_16S 


2234438 2234501 8 71 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2252697 2252764 1 68 
bosomal RNA, partial sequence 


gi 


Stre 
2289473 2289540 1 68 gi 
ridia; Clostridiales; Lachnospiraceae; 
2321238 2321301 8 71 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2322790 2322853 8 wit gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2328669 2328736 1 68 gi 
n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 
; Microbacterium. 

2333261 2333328 1 


’ 


68 gi 


Micr 


1958616 19601 


Micrococcineae 


PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


1981436 19829 
Sora 


n Sy t2 16S ribosomal RNA, partial seq 


Deltaproteobacter 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


n 2992-95 16S ribosomal RNA, partial s 
Lactobacillales; Aero 


n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


in DSM 4903 16S ribosomal RNA, partial 


eria; Actinobacteria; Actinobacteridae 


compl 
Gammaproteobact 


2143068 21445 
ammaproteobacteria; Pseudomonadales; P 
408396 Bacteria_16S 


16S ribosomal RNA, partial sequence 2227890 22293 


2252243 22536 


6S ribosomal RNA, partial sequence 2288984 22904 


219878223 
57067 19585 
oc 
219878222 


oc 
219878211 
ce 19752 
acterales; 
219878207 


ngiineae; 
219878206 
uence 

ia; 


’ 


219878205 
uence 
a; Myxococ 


219878168 
equence 
coccaceae; 
219878146 
ce 20655 
ales; Micr 
219878136 
sequence 
Actinomy 


’ 


219878115 
ete sequen 
eria; Pseu 


219857639 


seudomonad 
219857638 
equence 

ia; Pseudo: 


, 


219857586 
tial seque 
acteria; P 


219857580 


ococcineae 
219857576 
sequence 
ia; Pseudo 


219857564 


ptosporang 
219857539 


Lachnobac 
219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857510 
al sequenc 
Actinomyc 


219857507 


occineae 


Myxoco 


ref|NR_025362.1] Arthrobacter luteolus 
65 Arthrobacter luteolus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_025361.1] Arthrobacter albus 

16 Arthrobacter albus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_025350.1| Desulfobacula 

15 1976722 Desulfobacula phenolica 
Desulfobacteraceae; Desulfobacula. 
ref|NR_025346.1| Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025345.1] Chondromyces 

1983024 1984558 Chondromyces 

ccales; Sorangiineae; Polyangiaceae; 


, 


v 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Dolosicoccus 
7 Dolosicoccus 


ref|NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025275.1 

2079371 208087 
cetales; Propion 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Propionimicrobium 

2 Propionimicrobium 
ibacterineae; 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
aceae; Pseudomonas. 
ref|NR_025227.1| Pseudomonas 

2144573 2146027 Pseudomonas 
monadales; Pseudomonadaceae; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


ref 
nce 
seud 


NR_025174.1 
221879 
omonadales; 


ref|NR_025168.1| Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 
Microbacteriaceae; Agromyces. 
Pseudomonas 

7 Pseudomonas 
monadales; omonadaceae; 
Nocardiopsis composta 
96 Nocardiopsis composta Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025127.1| Lachnobacterium bovis 
36 Lachnobacterium bovis Bacteria; 
terium. 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo 
seudomonadaceae; 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


ref|NR_025152.1 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Microbacterium 

4 Microbacterium 

cineae; 


ref|NR_025095.1 


Nocardiopsis 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


Nocardiopsis. 


Streptosporangineae; 


408396 Bacteria_16S 


sulfonivorans str 
sulfonivorans Bac 
Micrococcaceae; A 


408396 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 
Micrococcaceae; A 


408396 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


408396 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


408396 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 
Micrococcaceae; A 


408396 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


408396 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


408396 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


408396 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 
Micrococcaceae; A 


408396 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


408396 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


408396 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


408396 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


408396 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


408396 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


408396 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


408396 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


Nocardiopsis. 


2346765 2346832 1 68 gi 
ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

2348274 2348341 1 68 gi 
rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

2401385 2401452 1 68 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


2404469 2404536 1 68 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2454789 2454856 1 68 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 
rthrobacter. 

2466872 2466939 1 68 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2504411 2504478 1 68 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2510546 2510613 1 68 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


2516572 2516639 1 68 gi 
strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

2521163 2521226 8 71 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2522643 2522706 8 71 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2528715 2528778 8 71 gi 
ammaproteobacteria; Pseudomonadales; P 
2555469 2555532 8 71 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557035 2557098 8 71 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2561661 2561724 8 al gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2570794 2570857 8 71 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2579915 2579978 8 71 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


408396 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


408396 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


408396 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


408396 Bacteria_16S 


mediterranea stra 


2581481 2581544 8 EL gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583051 2583114 8 71 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584620 2584683 8 71 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


ue 
e; 


qu 
ae 


ue 


er 


cl 


te 


219857496 
nce 
Actinomycet 


219857495 
ence 
Actinomyce 


219857459 
nce 
Actinomyc 


219857457 
2403965 24054 
il 
219857415 
equence 
idae; Ac 


s 


219857405 
2466381 24678 
ostridium. 
219857379 
25039 
iraceae; 
219857370 
25100 
Stre 


sp 


al 


219857366 
quence 
Acti 


se 
id 


219857363 
quence 
Pse 


se 


219857362 
quence 
Pse 


se 
te 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
udomonad 
219857340 
25549 


se 


na 


219857339 
25565 
udomonad 
219857336 
25611 
udomonad 
219857287 
25702 
udomonad 
219857281 
25794 
udomonad 
219857280 
25809 


se 


se 


se 


se 


na 


219857279 
25825 


na 


219857278 
25841 


es; 


, 


lus. 


ae; 


ria; 


ria; 


dales; 


dales; 


dales; 


nadales; 


219857277 


2586200 2586263 8 71 gi 
in MMB1 16S ribosomal RNA, 


complete sequence 


ref |NR_025084.1 
2346319 234777 
ales; Microc 


NR_025083.1 
8 
° 


ref a 
2347826 23492 
tales; Micr 


ref |NR_025047.1 
2400924 240237 
etales; Streptos 


ref|NR_025045.1 
86 Lactobacillus 


ref|NR_025003.1 
2454319 245573 
tinomycetales; M 


ref|NR_024993.1 


ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 


ref 
2516115 25175 
nomycetales; Mi 


NR_024954.1 
6 
Cc 


ref 
2520665 25220 
udomonadales; P 


NR_024951.1 
9 
s 


NR_024950.1 
1 
s 


ref = 
2522145 25236 
udomonadales; P 
ref|NR_024946.1 


e; Pseudomon 
NR_024928.1 


acea 

ref 
seudomonadaceae; 
ref|NR_024927.1 


P 


acea 
ref 


e; Pseudomon 
NR_024924.1 


e; Pseudomon 
NR_024918.1 


acea 
ref 


e; Pseudomon 
NR_024912.1 


acea 
ref 


e; Pseudomon 
NR_024911.1 


acea 

ref 
seudomonadaceae; 
ref|NR_024910.1 


P 


seudomonadaceae; 
ref|NR_024909.1 


P 


seudomonadaceae; 
ref|NR_024908.1 


2585691 258722 


P 


Arthrobacter 


5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 


coccineae; 


Nocardiopsis 


2 Nocardiopsis 
porangineae; 


Lactobacillus kimchii 
kimchii Bacteria; 


Arthrobacter 


2 Arthrobacter 
icrococcineae; 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Sporobacterium 
acterium olearium 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Pseudomonas gessardii 


74 2556489 Pseudomonas gessardii 


Pseudomonas. 
Pseudomonas migulae 


40 2558055 Pseudomonas migulae Bacteria; 


as. 
Pseudomonas mosselii 


68 2562680 Pseudomonas mosselii Bacteria; 


as. 
Pseudomonas jessenii 


99 2571813 Pseudomonas jessenii Bacteria; 


as. 
Pseudomonas cedrina 


20 2580935 Pseudomonas cedrina Bacteria; 


as. 
Pseudomonas rhodesiae 


86 2582507 Pseudomonas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


58 2584074 Pseudomonas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


25 2585640 Pseudomonas orientalis 


Pseudomonas. 
Marinomonas 
4 Marinomonas 


mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 


408396 Bacteria_16S 
strain CIP 105273 


2595458 2595521 8 


71 


16S ribosomal RNA, partial sequence 


219857271 
25949 


gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


408396 Bacteria_16S 

strain CIP 105460 16S 
Bacteria; 
408396 Bacteria_16S 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial 
Gammaproteobacteria; 


granulomatis Bacteria; 
408396 Bacteria_16S 
strain HPA92 16S 


408396 Bacteria_16S 


2597024 2597087 8 
ribosomal RNA, 


2600007 2600074 1 
Proteobacteria; 


2601561 2601628 1 


2603115 2603182 1 


71 


complete sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


68 


68 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


68 


strain 177 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


408396 Bacteria_16S 


2604669 2604736 1 


68 


strain P925 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


408396 Bacteria_16S 
taberi strain DSM 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharopolyspora. 
408396 Bacteria_16S 


2667030 2667097 1 


2748011 2748078 1 


68 


68 


strain Al-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408396 Bacteria_16S 


2790253 2790320 1 


68 


219857270 
25965 


gi 


219857268 
sequenc 
Paste 
gi|219857267 
2601060 26025 
Pasteurellac 
gi|219857266 
2602614 26041 
Pasteurellac 
gi|219857265 
2604168 26056 
Pasteurellac 
gi|]219857212 


gi 


43856 16S ribosomal RNA, partial sequence 26665 


Pseu 


gi] 219857155 
2747544 27488 


gi|219857123 


strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 27912 


Bacteria; Thermotogae; 
408396 Bacteria_16S 

strain VPI-C6-61 
Firmicutes; 
408396 Bacteria_16S 


Thermotogales; 
2791741 2791808 1 


2827854 28279211 


68 


68 


strain IHB1 16S ribosomal RNA, partial sequence 


Thermotogae; 
408396 Bacteria_16S 


2837001 2837068 1 


Thermotogales; Thermotogaceae; Thermosipho. 


68 


Thermotogaceae; Thermotoga. 


gi] 219857122 


16S ribosomal RNA, partial sequence 2791299 27926 
Clostridia; Clostridiales; Lachnospiraceae; Coprococc 


gi| 219856905 
2827347 28288 


gi| 219856899 


acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillace 


408396 Bacteria_16S 


2838439 2838506 1 


68 


gi| 219856898 


strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408396 Bacteria_16S 
strain IFO 16235 


2839998 2840065 1 


68 


gi|219856897 


16S ribosomal RNA, partial sequence 2839520 28410 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408396 Bacteria_16S 
fermentans strain 
Bacteria; Firmicutes; 
408396 Bacteria_16S 

strain ATCC 13522 
Bacteria; 
408396 Bacteria_16S 
strain ATCC 49968 
Bacteria; 
408396 Bacteria_16S 


glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micropruina. 
408396 Bacteria_16S 
strain IFO 15616 


2841556 2841623 1 
Clostridia; 
2853917 2853980 8 


2858600 2858663 8 


2898489 2898556 1 


2903075 29031411 


68 


R-9 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


FL 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


71 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


68 


67 


219856896 
28410 
Halanaerobiace 

gi| 219856888 
28534 


gi 


219856885 
28581 


gi 


219856857 
28980 
Prop 


gi 


gi|219856854 


16S ribosomal RNA, partial sequence 2902597 29040 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


408396 Bacteria_16S 


plecoglossicida strain FPC951 16S ribosomal RNA, partial 
plecoglossicida Bacteria; 


Pseudomonas. 
408396 Bacteria_16S 


2920013 2920076 8 
Proteobacteria; 


2956147 2956214 1 


PA 


Gammaproteobacteria; 


68 


219856843 
sequence 
Ps 


gi 


gi| 219856819 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequen 


ketosireducens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
408396 Bacteria_16S 


2959066 2959133 1 


68 


Actino: 


ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref|NR_024898.1 


Mannheimia. 
NR_024897.1 


eae; 
ref 


Mannheimia. 
NR_024896.1 


eae; 
ref 


eae; Mannheimia. 
ref |NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref |NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref|NR_024751.1 


ref|NR_024750.1 
us. 


ref |NR_024726.1 


NR_024718.1 

2836503 283790 
ae; Lactobacillu 
ref|NR_024717.1 
69 Agromyces 
; Microbacteriac 
ref|NR_024716.1 
12 Agromyces 
3; Microbacteriac 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024676.1 
36 2899473 Microp 
ionibacterineae; 


ref |NR_024673.1 
; Microbacteriac 
ref|NR_024662.1 

2919511 292100 
eudomonadales; P 


ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


gi| 219856817 


luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


ref|NR_024636.1 
2958622 296006 


Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 

Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 
Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Lactobacillus 
8 Lactobacillus 
Ss. 
Agromyces bracchium 


bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


luteolus Bacteria; 


eae; Agromyces. 
Halanaerobium 

erobium fermentans 

m. 

Pseudomonas savastanoi 

monas savastanoi 

Pseudomonas. 
Pseudomonas lundensis 

monas lundensis 
Pseudomonas. 
Micropruina 

ruina glycogenica 
Nocardioidaceae; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Pseudomonas 

8 Pseudomonas 

seudomonadaceae; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 


408396 Bacteria_16S 
strain PCl 16S ri 
G 
408396 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 


Proteobacteria; 


caldus strain KU 


2974420 2974483 8 71 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
bosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

2997258 2997325 1 68 gi|219846925|ref|NR_026517.1| Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 


Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 
408396 Bacteria_16S 3030569 3030636 1 68 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

408396 Bacteria_16S 3032108 30321751 68 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 3033629 3033696 1 68 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 3041277 3041344 1 68 gi| 219846895 |ref|NR_026487.1| Facklamia languida 
strain 1144-97 16S ribosomal RNA, partial sequence 3040796 3042268 Facklamia languida Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

408396 Bacteria_16S 3048933 3049000 1 68 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

408396 Bacteria_16S 3068447 3068514 1 68 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

408396 Bacteria_16S 3091062 3091129 1 68 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

408396 Bacteria_16S 3098595 3098662 1 68 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

408396 Bacteria_16S 3115070 3115137 1 68 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

408396 Bacteria_16S 3157435 3157502 1 68 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

408396 Bacteria_16S 3177133 3177196 8 71 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

408396 Bacteria_16S 3180071 3180138 1 68 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

408396 Bacteria_16S 3224176 3224243 1 68 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 


Bacteria; Actinob 
Actinomyces. 


408396 Bacteria_16S 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


408396 Bacteria_16S 


strain DSM 40297 


strain DSM 43377 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


408396 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


408396 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


408396 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


3255832 3255899 1 68 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3257345 3257412 1 68 gi 
Stre 
3258857 3258924 1 68 gi 
Stre 
3260367 3260434 1 68 gi 
p- albirubida strain DSM 40465 16S rib 
Streptosporangineae; Nocardiopsaceae; 
3275500 3275567 1 68 gi 


ridia; Clostridiales; Eubacteriaceae; 

3277019 3277086 1 68 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 


al 


16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_16S 


pt 


16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408396 Bacteria_16S 


pt 


Os 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 
No 


6S ribosomal RNA, partial sequence 3275046 32765 
Ac 


eq 
le 


3301399 3301466 1 68 gi 


es; Actinomycineae; Act 
219846750 
sequence 


Actinomyc 


ref 

3255372 32568 
etales; Strepto 
219846749 |ref 
45 Nocardiopsis 
ineae; Nocardio 
ref 
56 Nocardiopsis 
osporangineae; Nocardio 
219846747 |ref 
omal RNA, pa 


osporang 
219846748 


rtial seque 


is. 
ref 


cardiops 
219846737 


rium. 
ref 

3276555 32780 
teriaceae; Acet 
ref 


etobacte 
219846736 
uence 

s; Eubac 
219846720 


NR_026342.1 


NR_026341.1 


NR_026340.1 


NR_026339.1 


NR_026329.1 
04 Acetobacterium bakii Bacteria; 


NR_026328.1 


NR_026312.1 


inomycetaceae; 
Nocardiopsis 
2 Nocardiopsis 
porangineae; 


3 
s 


Nocardiopsis listeri 
listeri Bacteria; 
psaceae; Nocardiopsis. 
Nocardiopsis alba 
alba Bacteria; 
psaceae; Nocardiopsis. 
Nocardiopsis 


nce 3259907 3261367 


Acetobacterium bakii 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Blautia schinkii 


2 
° 


strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 


Clostridia; Clost 


ridiales; Blautia. 


408396 Bacteria_16S 


strain DSM 7083 1 


3356172 3356239 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


408396 Bacteria_16S 


strain DSM 2062 1 


3376021 3376088 1 68 gi 
ubsp. senegalense strain DSM 7379 16S 
Halanaerobiaceae; Halanaerobium. 


3394132 3394199 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


strain DSM 20167 


3400205 3400272 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


strain DSM 20119 


3401731 3401798 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


strain DSM 20138 


3403271 3403338 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


histidinolovorans 
histidinolovorans 


3404801 3404868 1 68 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


408396 Bacteria_16S 


strain DSM 20116 


3406327 3406394 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria _1 


strain DSM 20315 


6S 3452611 3452678 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_1 


strain DSM 20550 


6S 3455667 3455734 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_1 


strain DSM 20541 


6S 3457196 3457263 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


3460211 3460278 1 68 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


Micrococcaceae; Arthrobacter. 


408396 Bacteria_16S 


strain DSM 20546 


3461731 3461798 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


polychromogenes s 
polychromogenes B 


3463254 34633211 68 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


408396 Bacteria_16S 


strain DSM 20545 


3464777 3464844 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


strain DSM 20133 


3469348 3469415 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


408396 Bacteria_16S 


strain ATCC 51856 


3470866 3470933 1 68 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3498167 3498234 1 68 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


408396 Bacteria_16S 


strain DSM 20425 


3502558 3502625 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


strain DSM 20145 


3505613 3505680 1 68 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408396 Bacteria_16S 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


408396 Bacteria_16S 


3507130 3507197 1 68 gi 
DSM 20166 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 


3508651 3508718 1 68 gi 


219846679 


6S ribosomal RNA, partial sequence 3355696 33572 


ococcineae 
219846666 
ribosomal 


219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


ococcineae 
219846645 


16S ribosomal RNA, partial sequence 3399736 34012 


ococcineae 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846642 
artial seq 
ridae; Act 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 
occineae; 


oc 
219846608 


16S ribosomal RNA, partial sequence 3452140 34536 
occineae; 


oc 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 


ococcineae 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 


ococcineae 
219846602 
te sequenc 
ae; Actino 


’ 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 


ococcineae 
219846596 


16S ribosomal RNA, partial sequence 3468874 34703 
occineae; 


oc 
219846595 
sequence 
Actinomyc 


219846577 

34976 

nomycineae 
219846574 


16S ribosomal RNA, partial sequence 3502100 35035 


ococcineae 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


ococcineae 
219846571 

equence 

ctinomycet 


219846570 


liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


; Microbacterium. 


ref|NR_026271.1| Dermabacter hominis 

06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 
ref|NR_026258.1| Halanaerobium 

RNA, partial sequence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


ref|NR_026241.1| Brevibacterium iodinum 
47 Brevibacterium iodinum Bacteria; 

; Brevibacteriaceae; Brevibacterium. 
ref|NR_026237.1| Arthrobacter sulfureus 
13 Arthrobacter sulfureus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026236.1] Arthrobacter oxydans 
49 Arthrobacter oxydans Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026235.1| Arthrobacter ilicis 

85 Arthrobacter ilicis Bacteria; 

; Micrococcaceae; Arthrobacter. 

ref |NR_026234.1| Arthrobacter 

uence 3404336 3405815 Arthrobacter 
inomycetales; Micrococcineae; 


, 


v 


, 


ref|NR_026233.1 
45 Arthrobacter 


Arthrobacter aurescens 
aurescens Bacteria; 

3 Micrococcaceae; Arthrobacter. 
ref|NR_026200.1| Micrococcus lylae 

11 Micrococcus lylae Bacteria; 

3 Micrococcaceae; Micrococcus. 
ref|NR_026198.1| Arthrobacter agilis 
68 Arthrobacter agilis Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026197.1| Nesterenkonia halobia 
69 Nesterenkonia halobia Bacteria; 

; Micrococcaceae; Nesterenkonia. 
ref|NR_026194.1] Arthrobacter 

e 3459743 3461210 Arthrobacter 
mycetales; Micrococcineae; 


, 


’ 


ref|NR_026193.1] Arthrobacter ramosus 
33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 


omycetales; Micrococcineae; 


, 


Arthrobacter pascens 

pascens Bacteria; 

e; Arthrobacter. 
Arthrobacter citreus 

citreus Bacteria; 

e; Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcacea 
ref|NR_026188.1 
48 Arthrobacter 
3 Micrococcacea 
ref |NR_026187.1 
3470399 347186 
etales; Micrococ 


ref|NR_026169.1 


rel Actinomyces radingae 
92 3499120 Actino 


myces radingae Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026166.1| Brevibacterium linens 
72 Brevibacterium linens Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_026164.1| Microbacterium barkeri 
22 Microbacterium barkeri Bacteria; 
; Microbacteriaceae; Microbacterium. 
ref|NR_026163.1| Microbacterium 

3506673 3508141 Microbacterium 
ales; Micrococcineae; Microbacteriaceae; 


’ 


ref|NR_026162.1| Microbacterium 
3508192 3509665 Microbacterium 


408396 Bacteria_16S 


imperiale strain 
imperiale Bacteri 
Microbacterium. 


408396 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


408396 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


408396 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


408396 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


408396 Bacteria_16S 
rain DSM 5628 16S ribosomal RNA, parti 
Firmicutes; 
3676240 3676307 1 


celerecrescens st 
celerecrescens Ba 


408396 Bacteria_16S 
SEBR 4224 16S ribosomal RNA, partial 


congolense strain 
congolense Bacter 


408396 Bacteria_16S 


strain FD 25934 1 


ridiales; 


S ribosomal RNA, 
ridia; 


p. 


lostridium. 


ridia; 


cteria; 


ia; Firmicutes; 


3510173 3510240 1 
DSM 20530 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


3531512 3531579 1 
omal RNA, partial sequence 
Clostridiaceae; 
3532959 3533026 1 


Clostridiales; 
3581811 3581870 9 
thermolacticum strain TX41 16S ribo 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


3595712 3595779 1 
ibosomal RNA, partial sequence 

Clostridiales; 
3598793 3598860 1 


3727381 3727448 1 
6S ribosomal RNA, partial sequence 3726957 37283 
Stre 


68 


68 
Sarcina. 
68 


partial sequence 


68 


68 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


408396 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


408396 Bacteria_16S 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, parti 
Clostrid 


fibrisolvens Bact 


408396 Bacteria_16S 
acrylicus strain W218 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
408396 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


408396 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


408396 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


408396 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


408396 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


408396 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


408396 Bacteria_16S 
ain L-1 16S ribosomal RNA, 
Proteobacteria; 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


408396 Bacteria_16S 


strain 20-5 16S r 


strain HY-35-12 1 
Firmicutes; Clost 


408396 Bacteria_16S 
mal RNA, partial sequence 


R-7190 16S riboso: 
Bacillales; Bacil 


408396 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; G 


eria; Firmicutes; 


bosomal RNA, 


3761564 3761634 1 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3763075 3763142 1 


3766030 3766093 8 


3809679 3809742 8 
complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3832612 3832679 1 


ral 


68 


Clostridia; 


at 


viel 


68 


gi 


gi 


3531057 3532455 Sarci 


gi 


3532506 35339 
Clostridiaceae; 


gi 


gi 


3595254 35967 


gi 


3761076 37625 


gi 


gi 


gi 


3809177 38107 


gi 


16S ribosomal RNA, partial sequence 


ridia; 


tes; Clostridia; 


cteria; 


tes; 
3905892 3905 


teria; 


4023675 4023 


Clostridiales; 
3841647 3841714 1 
H200 16S ribosomal RNA, 


3850673 3850740 1 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; 


3852183 3852250 1 
rain CD2 16S ribosomal RNA, partial se 
Firmicutes; 
3896826 3896893 1 
X-1 16S ribosomal RNA, partial sequen 
Lactobacillales; 


68 


Halanaerobiales; 
68 


Firmicutes; 
68 
Clostridia; 


68 


955 8 71 


7421 68 


ibosomal RNA, partial sequence 


4025161 4025 


6S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 


ridia; 
4040468 4040 


laceae; Bacillus. 
4055416 4055 


Clostridiales; 


2281 68 


539 1 71 


4871 71 


ibosomal RNA, partial sequence 


4058447 4058 


5141 68 


Ruminococcaceae; 


gi 


complete seque 
Hala 


gi 


Clostri 


gi 


Clostr 


gi 


Enterococcaceae; 


gi 


complete se 
Gammaproteobact 


gi 


4023267 40246 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_16S 


gi 


gi 


4039998 4041459 Bacil 


gi 


4054980 40563 
ammaproteobacteria; Oceanospirillales; 
408396 Bacteria_16S 


gi 


219846569 
equence 
inomycet 


219846555 


219846554 
Sarcina. 


219846521 
somal RNA, 


219846511 


ptosporang 


219846391 
; Geobacte 
219846390 
al sequenc 
iales; Lac 
219846387 
ce 37655 
ibrionales 
219846356 


v 


seudomonad 
219846340 
38321 
Ruminococ 
219846334 
nce 38411 
naerobiace 
219846328 
tial seque 
dia; Clost 


219846327 
quence 

idiales; R 
219846297 
ce 38963 
Tetrageno 
219846291 
quence 
eria; Pseu 


219846207 


ococcineae; 


219846206 


Clostridiu 
219846196 


m. 


219846183 


Halomonad 
219846181 


ales 


ref a 
na maxima B 


ref 
66 Sarcina ventriculi Bacteria; 


ref 


par 


ref 
42 Clostridium populeti Bacteria; 


Clostridiaceae; Clostridium. 

68 gi|219846508|ref|NR_026100.1 
al sequence 3598328 359982 
Clostridia; Clostridiales; Clostridiaceae; C 

68 gi| 219846453 |ref|NR_026044.1 
sequence 3675717 367724 
Clostridia; Halanaerobiales; Halanaerobiaceae; H 
68 gi|219846416|ref|NR_026007.1 

59 Actinomadura 


inea 


ref 
47 Geobacter chapelleii Bacteria; 
race 
ref 
e 3762598 37640 
hnos 
ref 
67 3766920 Desul 


De 


ref 
05 Pseudomonas flavescens Bacteria; 
acea 
ref 
73 3833552 Rumin 
cus. 
ref 
23 3842666 Halan 
ae; 

ref 
nce 

ridi 


ref 
3851732 38531 
umin 
ref 
31 3897842 Tetra 
cocc 
ref 
3905392 39069 
domo 


ref 
47 Agromyces salentinus Bacteria; 


Mi 


ref 
32 Clostridium jejuense Bacteria; 


ref 
lus 


ref 
78 Halomonas koreensis Bacteria; 
acea 


NR_026146.1 


NR_026113.1 
tial sequenc 


NR_026103.1 


e; Thermomon 


NR_025982.1 


ae; Geobacte 
NR_025981.1 
7 
piraceae; Bu 
NR_025978.1 
£ 
sulfovibrion 
NR_025947.1 


e; Pseudomon 
NR_025930.1 
° 


NR_025924.1 
a 
Halanaerobiu 
NR_025918.1 

385021 
ales; Rumino 
NR_025917.1 
9 
ococcaceae; 
NR_025887.1 
g 
us. 
NR_025881.1 
1 
e 


nadales; Ps 


NR_025797.1 
crobacteriac 
NR_025796.1 
NR_025786.1 
fordii Bacte 
NR_025773.1 


e; Halomonas 


ref 


Clostridia; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Clostridium populeti 


Clostridium 
6 Clostridium 
lostridium. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Actinomadura macra 


macra Bacteria; 


osporaceae; 
Geobacter chapelleii 


re 
Butyrivibrio 

4 Butyrivibrio 

tyrivibrio. 

Desulfovibrio 

ovibrio acrylicus 

aceae; Desulfovibrio. 

Pseudomonas flavescens 


as. 
Ruminococcus bromii 
coccus bromii Bacteria; 


Halanaerobium 
erobium lacurosei 
m. 
Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Tetragenococcus 
enococcus muriaticus 


Pseudomonas 

8 Pseudomonas 
udomonadaceae; 
Agromyces salentinus 
eae; Agromyces. 
Clostridium jejuense 
Bacillus fordii strain 
ria; Firmicutes; 


Halomonas koreensis 


NR_025771.1 


Citricoccus 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 


alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; C 


408396 Bacteria_16S 4061426 4061493 1 68 gi|219846178|ref|NR_025768.1 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 40624 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
408396 Bacteria_16S 4094900 4094967 1 68 gi|219846156|ref|NR_025746.1 
strain P2 16S ribosomal RNA, partial sequence 4094388 40957 

Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
408396 Bacteria_16S 4112880 4112947 1 68 gi| 219846142 |ref|NR_025732.1 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 411388 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Brevibacterium. 

408396 Bacteria_16S 4120433 4120500 1 68 gi| 219846137 |ref|NR_025727.1 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41214 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
408396 Bacteria_16S 4188003 4188070 1 68 gi|219846084|ref|NR_025674.1 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 41889 

Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

408396 Bacteria_16S 4200022 4200089 1 68 gi|219846075|ref|NR_025665.1 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
408396 Bacteria_16S 4216773 4216840 1 68 gi|219846063|ref|NR_025653.1 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 421777 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

408396 Bacteria_16S 4237938 4238001 1 64 gi| 219846043 |ref|NR_025633.1 


strain R18165 16S 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 


408396 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


408396 Bacteria_16S 
16S ribosomal RNA, partial sequence 461374 46285 


strain YIM 31530 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
408396 Bacteria_16S 523078 523144 2 68 gi|265678703|ref|NR_029008.1 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Pseudonocardia. 

408396 Bacteria_16S 527670 527732 8 70 gi|265678700|ref|NR_029005.1 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydr 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; En 
408396 Bacteria_16S 559748 559797 18 68 gi| 265678679 |ref|NR_028984.1 


strain 173-96 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
408396 Bacteria_16S 574889 574951 8 70 gi|265678669|ref|NR_028974.1 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
408396 Bacteria_16S 586864 586926 8 70 gi|265678661|ref|NR_028966.1 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
408396 Bacteria_16S 612634 612696 8 70 gi| 265678643 |ref|NR_028948.1 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychr 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Ps 
408396 Bacteria_16S 655116 655178 8 70 gi| 265678613 |ref|NR_028918.1 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
Psychrobacter. 

408396 Bacteria_16S 707672 707738 2 68 gi| 265678577 |ref|NR_028882.1 


strain 216 16S ri 
Actinobacteria; A 
Luteococcus. 


408396 Bacteria_16S 


strain GP1l 16S r 
Proteobacteria; G 


408396 Bacteria_16S 


L-3 16S ribosomal 


itricoccus. 


ribosomal RNA, complete sequence 


4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
408396 Bacteria_16S 


nomycineae 
71645 71711 2 68 gi| 265679016 
ain 592 16S ribosomal RNA, partial sequence 


teria; Actinobacteria; Actinobacterida 


e; Actinomycet 


e; Pseudonocardia. 

73209 73275 2 68 gi| 265679015 
train 580 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actin 
e; Pseudonocardia. 

461852 461918 2 68 gi| 265678743 


ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Propio 
1012871 1012933 8 70 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1017360 1017422 8 70 gi 
RNA, partial sequence 


gi 


or 


559287 56077 


707255 70861 


nibacter 


265678369 
1012401 10138 


axellace 


265678366 
1016889 1018335 Moraxella bovis Bacteria; 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 


; Actinomycetace 

ref |NR_029324.1 
71176 72680 

ales; Pseudo 


ref|NR_029323.1 
72731 74244 
omycetales; Pseu 


ref|NR_029048.1 


ineae; Propionib 


ref |NR_028671.1 


ae; Moraxella. 


Nocardiopsis salina 


36 Nocardiopsis salina Bacteria; 


saceae; Nocardiopsis. 
Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


eae; Brevibacterium. 
Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 


v 


Arthrobacter. 
Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Pseudonocardia 
Pseudonocardia 

nocardineae; 


Pseudonocardia 
Pseudonocardia 


donocardineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 

Psychrobacter pulmonis 
pulmonis Bacteria; 
re, 

Psychrobacter faecalis 
faecalis Bacteria; 
rs 

Psychrobacter 
obacter nivimaris 
ychrobacter. 
Psychrobacter 
Psychrobacter 
axellaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


ref|NR_028668.1 


Moraxella bovis strain 
Proteobacteria; 


408396 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


408396 Bacteria_16S 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


408396 Bacteria_16S 


strain LM 161 16S 


maritimus strain 
Bacteria; Proteob 


strain R7 16S rib 
Proteobacteria; G 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


408396 Bacteria_16S 


marincola strain 
marincola Bacteri 


submarinus strain 
submarinus Bacter 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


408396 Bacteria_16S 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae; 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


408396 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


408396 Bacteria_16S 


microaerophila st 


microaerophila Bacteria; 


Thioalkalispira. 


408396 Bacteria_16S 
16S ribosomal RNA, partial sequence 2156657 21581 
cteridae; Actinomycetales; 


strain YIM 90003 


Actinobacteria; Actinoba 


Streptomonospora. 


408396 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


australiense stra 
australiense Bact 
Propionibacteriac 


408396 Bacteria_16S 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


408396 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; 


408396 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


1299839 1299905 2 
ribosomal RNA, 


1422712 1422774 8 


1445872 1445934 8 


1469969 1470031 8 


eria; Proteobacteria; 


1825381 1825443 8 


1826859 1826921 8 


1924087 1924153 2 


Pseudonocardia. 
1950076 1950142 2 


e; 


Pseudonocardia. 
2088996 2089058 8 


e; 


2175394 2175456 8 


2343738 2343804 2 


2358937 2359003 2 


68 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
408396 Bacteria_16S 


70 


70 


osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
408396 Bacteria_16S 
in NIBH P2K6 16S ribosomal RNA, partia 
Gammaproteobacte 


70 


70 


70 


68 


68 


70 


70 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 
408396 Bacteria_16S 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Actinopolymorpha. 
408396 Bacteria_16S 


68 


68 


1279854 12812 
Prop 


gi 


1299363 13008 
ionibacter 


gi 


Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomonadales; 
408396 Bacteria_16S 


gi 
14 


gi 


gi 


gi 


gi 


gi 


gi 


ales; 


219846779 


224581443 


224581423 
45391 14468 
224581406 
ria; 


219878319 


KMM 277 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 
408396 Bacteria_16S 
KMM 225 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteri 
408396 Bacteria_16S 


219878318 


a; 
219878245 


n LM 157 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


219878228 
equence 


219878130 


Streptosporang 


gi 


219857616 


2174910 21764 


gi 


gi 


in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 


2409068 2409134 2 68 


gi 


acteria; Actinobacteridae; Actinomycet 


90002 16S ribosomal RNA, partial sequenc 
al 


axellace 
219857498 
sequence 


219857488 


ial sequen 


219857454 
e 24085 
es; 


ence 14222 
M 


oraxellace 


1 sequence 
Pseud 


Pseudomo 


Actinomy 


ref 


ref 


ref 


ae; 
ref 


ref 


ref 


ref 


ref 


ref 


1 RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacter 
ia; Xanthomonadales; Sinobacteraceae; Nevskia. 

2127021 2127090 1 71 gi|219857650|ref|NR_025239.1 

rain ALEN 1 16S ribosomal RNA, partial sequence 2126557 212798 

Proteobacteria; Gammaproteobacteria; Chromatiales; Ectot 

2157128 2157194 2 68 gi|219857630|ref|NR_025219.1 


ref 


ae; 
ref 


ref 


10 Aeromicrobium 
ionibacterineae; 


1514 


81 Ps 


14 
omon 


18 
nada 


1826365 18277 
Pseudomonadales; 


1923611 19251 
etal 


1949601 19511 
ceta 


03 Psychrobacter 


2343294 234473 
Actinomycet 


ce 2358483 23599 
; Actinomyceta 


77 2410105 Strept 
Streptos 7 


2560136 2560193 11 


408396 Bacteria_16S 


68 


ribosomal RNA, partial sequence 


gi 


219857337 


2559665 25611 


erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 


ref 


Synergistia; Synergistales; Synergistaceae; Aminobacterium. 
2656646 2656712 2 68 gi|219857219|ref|NR_024847.1 
train NSP 41 16S ribosomal RNA, partial sequence 2656189 265766 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Nocardioides. 
2658171 2658237 2 68 gi|219857218|ref|NR_024846.1 


NR_026371.1 


Nocardioi 
NR_027225.1 


Ps 
NR_027204.1 
ychrobacter 
Psychrobacte 
NR_027187.1 
69465 147099 
adales; 


NR_025458.1 
24887 182631 
les; Moraxel 
NR_025457.1 
9 
Moraxe 
NR_025384.1 
2 
es; Pseudono 
NR_025367.1 
1 
n 


les; Pseudo 


NR_025269.1 


Nocardiop 


NR_025205.1 


Psychrobacte 
NR_025086.1 


ales; Propio 
NR_025076.1 


5 
n 


les; Propio 
NR_025042.1 


porangineae 


NR_024925.1 


1218583 1218649 2 68 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 

16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
1280279 1280345 2 68 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 


marinum DSM 15272 
Nocardioidaceae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 
ineae; 


daceae; Kribbella. 
Psychrobacter 


23690 Psychrobacter maritimus 
oraxellaceae; 


ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 
rs 

Psychrobacter 
0 Psychrobacter 


Moraxellaceae; 


Psychrobacter 
4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 
2 Psychrobacter 
llaceae; Psychrobacter. 
Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
ineae; 


saceae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 

r. 

Actinopolymorpha 

5 Actinopolymorpha 
nibacterineae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Streptomonospora 
omonospora salina 


Nocardiopsaceae; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 


2657714 2659187 Aeromicrobium 


408396 Bacteria_1 


strain ATCC 39419 


Bacteria; Actinob 


Kribbella. 


408396 Bacteria_1 
SPS-17 16S riboso 
Deinococ 
408396 Bacteria_1 


Thermus; 


strain DSM 43040 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria _1 


strain DSM 43039 


408396 Bacteria_1 


6S 3331813 3331879 2 68 gi 


omonospori 
219846697 
16S ribosomal RNA, partial sequence 3331343 33328 


neae; Micromonos 
ref 


NR_026289.1 


6S 2659692 2659758 2 68 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 

acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

6S 3018425 3018491 2 68 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 

mal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 

ci; Thermales; Thermaceae; Thermus. 

6S 3330285 3330351 2 68 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 

16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
6S 3348469 3348535 2 68 gi|219846685|ref|NR_026277.1| Micromonospora 
3 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 


coerulea DSM 4314 


Bacteria; Actinob 


Micromonospora. 


408396 Bacteria_16S 
thalassica strain 
thalassica Bacter 


Methylophaga. 


408396 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 


Arthrobacter. 


408396 Bacteria_16S 


strain IFO 15965 


G 
408396 Bacteria_16S 
uratoxydans strai 
uratoxydans Bacte 


acteria; Actinobacteridae; Actinomycet 


3382163 3382232 1 71 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


3383702 33837711 rE gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3398671 3398741 1 Pl gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3902770 3902836 2 


68 gi 


al 
219846661 
e 
a; 
219846660 


ci 
219846646 


219846293 
16S ribosomal RNA, partial sequence 3902319 39037 


es; Micromonosporineae; 
ref |NR_026253.1 
3381669 338315 


chales; Pisciric 


sequence 
Thiotri 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026238.1 

3398202 339968 
etales; Micrococ 


33832 
ricketts 


sequence 
Actinomyc 


ref |NR_025883.1 


Micromonosporaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
408396 Bacteria_16S 4022207 4022269 8 70 gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

408396 Bacteria_16S 4049525 4049591 2 68 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
408396 Bacteria_16S 4109770 4109836 2 68 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
408396 Bacteria_16S 4111336 4111402 2 68 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
408396 Bacteria_16S 94180 94249 1 70 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 110991 111052 7 68 gi|265678988|ref|NR_029296.1| Treponema maltophilum 


strain BR 16S rib 
Spirochaetes; Spi 


osomal RNA, partial sequence 
rochaetales; 


110499 11199 
Spirochaetaceae; Treponema. 


408396 Bacteria_16S 147483 147536 1 54 gi|265678964|ref|NR_029272.1 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineospo 
Kineosporiaceae; Kineococcus. 

408396 Bacteria_16S 218097 218154 5 62 gi| 265678917 |ref|NR_029225.1 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Plancto: 
Planctomyces. 

408396 Bacteria_16S 339942 340011 1 70 gi| 265678831 |ref|NR_029136.1 
strain S-182 16S ribosomal RNA, partial sequence 339450 34088 

Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

408396 Bacteria_16S 348874 348941 1 68 gi| 265678825 |ref|NR_029130.1 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromy 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
408396 Bacteria_16S 550615 550684 1 70 gi|265678685|ref|NR_028990.1 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacil 
408396 Bacteria_16S 747253 747322 1 70 gi| 265678548 |ref|NR_028852.1 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
408396 Bacteria_16S 807935 808004 1 70 gi| 265678507 |ref|NR_028810.1 


ingluviei strain KR3 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


tes; Lactobacillales; Lactobacillaceae; 


807412 808917 Lactob 
Lactobacillus. 


2 Treponema maltophilum Bacteria; 


Kineococcus 
Kineococcus 
riineae; 
Planctomyces 
Planctomyces 


mycetaceae; 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Lactobacillus 
Lactobacillus 

lus. 

Acinetobacter gerneri 
gerneri Bacteria; 

Le 

Lactobacillus 

acillus ingluviei 


408396 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


408396 Bacteria_16S 
strain D56BRIII6 16S ribosomal RNA, p 


subsp. socranskii 
socranskii subsp. 


408396 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


408396 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


408396 Bacteria_16S 
rain ATCC 35535 16S ribosomal RNA, par 
Spirochaetes; 


subsp. paredis st 
socranskii subsp. 


408396 Bacteria_16S 
rain ATCC 35534 16S ribosomal RNA, par 
Spirochaetes; 


subsp. buccale st 
socranskii subsp. 


408396 Bacteria_16S 
ATCC 700332 16S ribosomal RNA, partial 


lecithinolyticum 
lecithinolyticum 


408396 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


408396 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


strain DSM 20285 
Firmicutes; Lacto 


408396 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


408396 Bacteria_16S 
LMG 21017 16S ribosomal RNA, 


pantheris strain 
pantheris Bacteri 


408396 Bacteria_16S 
ain CIN1 16S ribosomal RNA, partial se 
Clostridia; 


cinnamivorans str 
cinnamivorans Bac 


408396 Bacteria_16S 
train WW2-SN4a 16S ribosomal RNA, part 
Lactobacillales; 


olivapovliticus s 
olivapovliticus B 


408396 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


408396 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


408396 Bacteria_16S 
rain OND 32 16S ribosomal RNA, 
cteria; 
408396 Bacteria_16S 
train IDR2-2 16S ribosomal RNA, partia 
Lactobacillales; 


manihotivorans st 
manihotivorans Ba 


psychrotolerans s 
psychrotolerans B 


408396 Bacteria_16S 
train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


psychrotolerans s 
psychrotolerans B 


408396 Bacteria_16S 
n JCM1123 16S ribosomal RNA, partial s 
Lactobacillales; 


collinoides strai 
collinoides Bacte 


408396 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


862663 862724 7 
ribosomal RNA, partial 


883671 883742 1 


teria; Proteobacteria; 


983708 983769 7 


socranskii Bacteria; 
1091689 1091758 1 


bacillales; 
1123473 1123542 1 


bacillales; 
1251780 1251841 7 


paredis Bacteria; 
1253307 1253368 7 


buccale Bacteria; 
1263849 1263910 7 


Bacteria; Spirochaetes; 
1338133 1338201 1 

ain CH34 16S ribosomal 
4 Bacteria; 


1509190 1509259 1 


1918011 1918080 1 


bacillales; 
1943930 1943999 1 
16S ribosomal RNA, 
tes; Lactobacillales; 


2196606 2196675 1 


Firmicutes; 
2430350 2430411 7 


a; 


teria; Firmicutes; 
2448664 2448733 1 
acteria; Firmicutes; 
2465297 2465366 1 
16S ribosomal RNA, 
tes; Lactobacillales; 
2572351 2572412 7 


s Bacteria; Firmicutes; 
2673131 2673200 1 


Firmicutes; 
2680743 2680812 1 


acteria; Firmicutes; 
2731878 2731947 1 
acteria; Firmicutes; 
2945647 2945716 1 


Firmicutes; 
3204502 3204563 7 


ria; 


rochaetales; 


408396 Bacteria_16S 


3228668 3228729 7 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


S ribosomal RNA, partial sequence 
Lactobacillaceae; 


Proteobacteria; 


paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
408396 Bacteria_16S 


complete sequence 


Lactobacillaceae 


Lactobacillales; 


complete sequence 
Lactobacillaceae 


s strain SR3 16S ribosomal RNA, partia 


Lactobacillales; 


ibosomal RNA, partial sequence 


68 
sequence 


gi 


elotrichaceae; Bulleidia. 

71 gi| 265678455 |ref|NR_028757.1 
equence 883190 884650 
Deltaproteobacteria; Syntrophobacterales; 
68 gi| 265678388 |ref|NR_028690.1 
artial sequence 983192 
Spirochaetes; Spirochaetales; Spirochaetac 
70 gi| 265678315 |ref|NR_028617.1 


Lactobacil 
70 gi 


Lactobacil 
68 gi 
ti 
Spiroch 
68 gi 
ti 
Spiroch 
68 gi 
s 


Spirochaetales; 


70 gi 
RNA, partial se 
Betaproteo 


qu 
ba 
70 gi 
A, 
ac 
70 gi 


Pediococ 
gi 


cu 
70 


a 
70 gi 
complete 
Lactob 


gi 


se 
ac 
68 
qu 
Clostridi 
70 gi 
ia 
Ca 
70 gi 


68 gi 
1 


Clos 


gi 
complet 
L 


gi 


Clostridia; 
70 
e 
ac 
70 
1 
Ca 
70 gi 
s 
Ca 
70 gi 
eq 


Lactob 


68 gi 


68 


gi 


265678470 
862181 86365 
pelotrichi; Erysipelotrichales; Erysip 
408396 Bacteria_16S 
ain MT-96 16S ribosomal RNA, partial s 


1091188 10926 


224581425 
1122944 11244 
219857241 
219857240 


219846655 


228721484 


219846290 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; 
219878232 


219857601 


219857437 


219857420 


219857406 


219857286 


219857207 


219857202 


219857166 


219856826 


219846785 
3204032 32054 
Spirochaetaceae; Treponema. 
219846768 


ref|NR_028773.1 


88 Lactobacillus 
lus. 
ref|NR_027206.1 
63 Lactobacillus 
lus. 
ref 
nce 
Spi 
ref 
nce 


NR_024869.1 
125128 
rochaetaceae 
NR_024868.1 
125281 
Spirochaetacea 
ref|NR_026247.1 
1263357 126483 
etaceae; Trepone 
ref|NR_027607.1 
1337638 133913 


Burkholderiales; 


al seque 
aetales; 


al seque 
aetales; 


equence 
Spirocha 


ence 
cteria; 


ref 
seq 
Lac 

ref 


NR_025880.1 
uence 150868 
tobacillacea 
NR_025388.1 


partial 
illales; 


Ss. 
ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025189.1 
196082 219764 

; Lactobacillus. 
ref|NR_025025.1 
2429869 243135 
minococcaceae; P 
ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024917.1 
2571864 257337 
s; Clostridiacea 
ref |NR_024835.1 
2672606 267416 
aceae; Lactobaci 
NR_024830.1 
2680270 268176 
riaceae; Alkalib 
ref|NR_024794.1 
2731401 273285 
riaceae; Marinil 
ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 
ref |NR_026377.1 


19433 
Lactobac 


Ny 


quence 
illaceae 


ence 


ales; Ru 


1 sequen 
rnobacte 


24647 
Lactobac 


sequence 
tridiale 


sequence 
tobacill 


sequence 
rnobacte 


equence 
rnobacte 


uence 
acillace 


ref 


e: 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Lactobacillus algidus 
algidus Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 
Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Treponema 
5 Treponema 
ma. 

Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


, 


v 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Lactobacillus 
0 Lactobacillus 


Papillibacter 

9 Papillibacter 

apillibacter. 
Alkalibacterium 

1 Alkalibacterium 

acterium. 

Lactobacillus mucosae 

acillus mucosae 


Clostridium 

7 Clostridium 

e; Clostridium. 
Lactobacillus 

4 Lactobacillus 

llus. 
Alkalibacterium 

1 Alkalibacterium 
acterium. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Lactobacillus 

8 Lactobacillus 

Ss. 

Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Anaerococcus octavius 


NR_026360.1 


strain NCTC 9810 16S ribosomal RNA, partial sequence 3228194 3229600 Anaerococcus octavius Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Incertae Sedis; A 


naerococcus. 


408396 Bacteria_16S 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 33055 


Firmicutes; Lacto 


408396 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


408396 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


408396 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


408396 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


408396 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


408396 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


408396 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


408396 Bacteria_16S 


strain J233 16S r 


strain S-743 16S 


ferriphilum strai 
Bacteria; Nitrosp 


408396 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


408396 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


408396 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


408396 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


408396 Bacteria_16S 


strain NF23 16S r 
Proteobacteria; G 


408396 Bacteria_16S 


skagerrakense str 
skagerrakense Bac 


408396 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


408396 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


408396 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


408396 Bacteria_16S 


lacticum strain D 
lacticum Bacteria 
Microbacterium. 


408396 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


3304553 3304622 1 70 gi 


Lactobacil 
gi 


bacillales; Lactobacillaceae; 

3306093 3306162 1 70 
Lactobacil 
gi 


bacillales; Lactobacillaceae; 
3613990 3614059 1 70 


ribosomal RNA, partial sequence 


219846718 


219846717 
6S ribosomal RNA, partial sequence 3305595 33071 


219846496 
16S ribosomal RNA, partial sequence 3613485 36150 


3888563 38900 


lus. 


lus. 


ref|NR_026310.1| Lactobacillus panis 
44 Lactobacillus panis Bacteria; 
ref|NR_026309.1| Lactobacillus oris 


06 Lactobacillus oris Bacteria; 


Alloiococcus otitis 
otitis Bacteria; 


ref|NR_026088.1 
09 Alloiococcus 


bacillales; Carnobacteriaceae; Alloiococcus. 

3811273 3811342 1 70 gi|219846355|ref|NR_025946.1| Carnobacterium 
£3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

3861278 3861347 1 70 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
1 RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillaceae; Lactobacillus. 

3889070 3889139 1 70 gi|219846302|ref|NR_025892.1| Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
205747 205807 10 70 gi|265678926|ref|NR_029234.1| Taylorella 

ain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 

teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
281743 281811 1 68 gi| 265678872 |ref|NR_029178.1| Eubacterium infirmum 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
319638 319698 8 68 gi 
ibosomal RNA, partial sequence 


Eu 


780317 780377 8 68 
ribosomal RNA, partial sequence 


gi 


795547 795607 8 68 gi 


bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1061642 1061702 1 61 gi 

758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1721994 1722054 8 68 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 
1723535 1723595 8 68 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 
2142034 2142094 1 61 gi 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 
2715051 2715111 8 68 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


ro 


ce 
ia 


ue 
la 


ue 
ri 


2811256 2811316 1 61 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2812750 2812810 1 61 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
3511695 3511762 1 68 gi 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


s 
av 


eq 
ob 


qu 
ti 


’ 


3606511 3606571 1 61 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 


s 
ob 


408396 Bacteria_16S 


strain PG8 16S ri 


281272 28276 


265678847 
319228 32064 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 
408396 Bacteria_16S 265678525 
779845 78130 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 


408396 Bacteria_16S 265678515 


n P3a 16S ribosomal RNA, partial sequence 79504 
irae; Nitrospirales; Nitrospiraceae; Leptospiril 
940664 940724 1 61 gi| 265678418 


6S ribosomal RNA, partial sequence 940206 94166 
hingobacteria; Sphingobacteriales; Chitinophagac 
974683 974743 1 61 gi| 265678394 


974224 97564 


265678336 


219878393 


1721510 17230 


219878392 
1723051 17245 
219857640 


219857178 


219857109 


219857108 


219846568 


219846502 


bacteriu 


spiracea 
10611 
les; Chi 


axellace 


axellace 


nce 
vobacter 


nce 


a; Pseud 


equence 
obacteri 


uence 
acterial 


ence 


nomyceta 


equence 
acterial 


3790020 3790080 8 68 gi 
bosomal RNA, partial sequence 


219846370 
3789540 3791015 Acholeplasma laidlawii Bacteria; 


7 Eubacterium infirmum Bacteria; 


m. 
ref|NR_029152.1| Acholeplasma palmae 
0 Acholeplasma palmae Bacteria; 


eplasma. 
ref|NR_028829.1 
7 Acholeplasma 
eplasma. 

ref|NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_028720.1 


Acholeplasma axanthum 
axanthum Bacteria; 


Leptospirillum 
pirillum ferriphilum 


Chitinophaga pinensis 
3 Chitinophaga pinensis Bacteria; 
eae; Chitinophaga. 
ref|NR_028696.1| Lewinella persicus 
2 Lewinella persicus Bacteria; 
e; Lewinella. 
ref|NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref |NR_025229.1 
2141553 214301 
iales; Flavobact 
ref |NR_024806.1 
2714566 271605 
omonadales; Mora 


Chitinophaga 

ophaga japonensis 
hitinophaga. 
Psychrobacter luti 
luti Bacteria; 

r. 

Psychrobacter fozii 
fozii Bacteria; 

Ts 

Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Psychrobacter 

7 Psychrobacter 
xellaceae; 


ref |NR_02473 
2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 
2812273 281371 
es; Flavobacteri 
ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Microbacterium 

9 Microbacterium 

eae; Microbacteriaceae; 


Tal 


ref |NR_026094.1 
3606022 360747 
es; Flavobacteri 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 


ref|NR_025961.1| Acholeplasma laidlawii 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


408396 Bacteria_16S 


UB-38 16S ribosom 
Betaproteobacteri 


408396 Bacteria_16S 


strain SGT-108 16 


3890606 3890675 1 

al RNA, partial sequence 
a; Neisseriales; Neisseriaceae; Kingel 
4067512 4067572 8 68 gi 
S ribosomal RNA, partial sequence 


70 gi 


219846301 


3890099 3891585 Kinge 


la. 
219846174 


4067035 40685 


ref 
lla 


NR_025891.1 
oralis Bacte 


Kingella oralis strain 
ria; Proteobacteria; 


ref|NR_025764.1| Aquicella siphonis 
16 Aquicella siphonis Bacteria; 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

408396 Bacteria_16S 4069052 4069112 8 68 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

408396 Bacteria_16S 4106816 4106876 8 68 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

408396 Bacteria_16S 18554 18605 1 52 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

408396 Bacteria_16S 23158 23225 1 68 gi|265679048|ref|NR_029356.1]| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408396 Bacteria_16S 30854 30921 1 68 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

408396 Bacteria_16S 77586 77653 1 68 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

408396 Bacteria_16S 144577 144644 1 68 gi| 265678966 |ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

408396 Bacteria_16S 164401 164468 1 68 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 202566 202633 1 68 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

408396 Bacteria_16S 283322 283389 1 68 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

408396 Bacteria_16S 338362 338429 1 68 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
408396 Bacteria_16S 411038 411105 1 68 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 412638 412705 1 68 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 454329 454400 1 vel gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

408396 Bacteria_16S 513882 513949 1 68 gi| 265678709 |ref|NR_029014.1| Lactobacillus rossiae 
strain CS1 16S ribosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408396 Bacteria_16S 535268 535319 1 52 gi|265678695|ref|NR_029000.1| Arcicella aquatica 
strain NO-502 16S ribosomal RNA, partial sequence 534808 536267 Arcicella aquatica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

408396 Bacteria_16S 693027 693090 5 68 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
strain IS1B 16S ribosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 

408396 Bacteria_16S 704847 704914 1 68 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

408396 Bacteria_16S 751385 751448 8 71 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

408396 Bacteria_16S 752760 752823 8 71 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 


Proteobacteria; G 


ammaproteobacteria; Pseudomonadales; 


Moraxellaceae; 


Acinetobacter. 


408396 Bacteria_16S 778788 778855 1 68 gi| 265678526 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 77827 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
408396 Bacteria_16S 830842 830893 1 52 gi| 265678492 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 


haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococca 


408396 Bacteria_16S 854896 854963 1 68 gi| 265678475 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 


microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actin 


Propionibacteriaceae; Propionibacterium. 
408396 Bacteria_16S 1162690 1162757 1 68 gi|228720981 


DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiot 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 


408396 Bacteria_16S 1217147 12172141 68 gi| 219878473 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 12181 


ref 


ref 


ref 


ref 


ref 


2 779794 Desul 


omyc 


hermus silvanus 


48 Arthrobacter 


NR_028830.1 


NR_028795.1 


NR_028778.1 


NR_027600.1 


NR_025612.1 


Desulfobacter 


fobacter postgatei 
Desulfobacteraceae; Desulfobacter. 


Enterococcus 


830324 831835 Enterococcus 
ceae; Enterococcus. 


Propionibacterium 


854408 855931 Propionibacterium 
etales; Propionibacterineae; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Arthrobacter bergerei 


bergerei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


408396 Bacteria_16S 1330496 1330563 1 68 gi|219846082 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, 


ref 


NR_025672.1 


Bifidobacterium 


complete sequence 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 


408396 Bacteria_16S 1366890 1366957 1 68 gi| 228718799 
strain E58 16S ribosomal RNA, complete sequence 1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

408396 Bacteria_16S 1516653 1516720 1 68 gi| 219873435 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; De 
Desulfotignum. 
408396 Bacteria_16S 1604781 1604848 1 68 gi| 219878474 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
408396 Bacteria_16S 1606322 1606389 1 68 gi| 219878472 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 

arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Arthrobacter. 
408396 Bacteria_16S 1616762 1616813 1 52 gi| 219878465 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobact 
Algoriphagus. 
408396 Bacteria_16S 1618285 1618336 1 52 gi|219878464 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 16192 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteria 
408396 Bacteria_16S 1619808 1619859 1 52 gi| 219878463 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobact 
Algoriphagus. 
408396 Bacteria_16S 1621331 1621382 1 52 gi| 219878462 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobac 
Algoriphagus. 


408396 Bacteria_16S 1624362 1624413 1 52 gi| 219878460 
strain BA134 16S ribosomal RNA, partial sequence 1623889 16253 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteria 
408396 Bacteria_16S 1817664 18177151 52 gi| 219878324 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequenc 
myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingoba 
Sporocytophaga. 
408396 Bacteria_16S 2076710 2076777 1 68 gi| 219878138 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Propionibacteriaceae; Propionibacterium. 
408396 Bacteria_16S 2078270 2078337 1 68 gi| 219878137 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 


Propionibacteriaceae; Propionibacterium. 
408396 Bacteria_16S 2081381 2081448 1 68 gi| 219878135 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 20809 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Propionibacterium. 
408396 Bacteria_16S 2512053 25121201 68 gi| 219857369 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 25115 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 


ref 


ref 


sulf 


ref 


ref 


ref 


ref 


ceae 
ref 


ref 


teri 


ref 


ceae 
ref 


cter 


ref 


etal 


ref 


ref 


ioni 


ref 


inea 


408396 Bacteria_16S 2534778 2534845 1 68 gi| 219857354 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 


26 Chlamydophila 


1516159 151759 


05 Arthrobacter 


1605856 160731 
cetales; Micrococcineae; Micrococcaceae; 


1616292 161776 
eriales; Cyclobacteriaceae; 


87 Algoriphagus 


1619338 162081 
eriales; Cyclobacteriaceae; 


1620861 162233 


e 1817180 181866 


2076251 207775 


2077807 207932 


granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetale 


23 2082426 Propio 


92 2513043 Nocard 


NR_027576.1 


NR_025194.1 
obacterales; 


NR_025613.1 


NR_025611.1 


NR_025604.1 


NR_025603.1 


NR_025602.1 


NR_025601.1 
ales; Cyclob 
NR_025599.1 


; Belliella. 
NR_025463.1 


iales; Flexi 
NR_025277.1 
es; Propioni 
NR_025276.1 
s; Propionib 
NR_025274.1 
bacterineae; 
NR_024957.1 


e; Nocardiop 


ref 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Desulfotignum 
6 Desulfotignum 


Desulfobacteraceae; 


Arthrobacter mysorens 


mysorens Bacteria; 
; Micrococcaceae; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 


Algoriphagus 
4 Algoriphagus 


Algoriphagus chordae 


chordae Bacteria; 
; Algoriphagus. 


Algoriphagus 
0 Algoriphagus 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 


NR_024942.1 


Friedmanniella 


2534307 2535783 Friedmanniella 


capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


408396 Bacteria_16S 
ain SPL77A 16S ribosomal RNA, partial 


frigidicarnis str 
frigidicarnis Bac 


408396 Bacteria_16S 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


408396 Bacteria_16S 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


408396 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


408396 Bacteria_16S 
rain KMM 3525 16S ribosomal RNA, parti 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


408396 Bacteria_16S 
AA-1042 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


408396 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


strain RF-4 16S r 
Deinococcus-Therm 


408396 Bacteria_16S 
ain 1187 16S ribosomal RNA, partial se 
teria; 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


408396 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


halotolerans DSM 
Bacteria; Proteob 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


408396 Bacteria_16S 
ain ATCC 700543 16S ribosomal RNA, par 
Deinococcus-Thermus; 


chliarophilus str 
chliarophilus Bac 


DSM 2403 16S ribo 
Proteobacteria; G 


strain DSM 6836 1 
Firmicutes; Clost 


protophormiae str 
protophormiae Bac 


teria; 
408396 Bacteria_16S 


Friedmanniella. 
2569239 2569306 1 


teria; Firmicutes; 
2587749 2587816 1 
Ben 107 16S ribosomal 


Friedmanniella. 
2626271 2626322 1 


eria; Actinobacteria; 
eae; Tessaracoccus. 
2668545 2668612 1 
M 44228 16S ribosomal 
e; Saccharopolyspora. 
2758559 2758610 1 


cteria; Bacteroidetes; 


2969795 2969862 1 


Friedmanniella. 
2982026 2982093 1 
TW-183 16S ribosomal 


3021470 3021536 2 
ibosomal RNA, partial 
us; Deinococci; 
3065548 3065599 1 


Bacteroidetes; 


3100093 3100160 1 


mal RNA, partial sequence 
Aerococcaceae; 
408396 Bacteria_16S 


3111996 3112063 1 


3354612 3354679 1 


Brachybacterium. 
3389666 3389733 1 


3438791 3438854 8 


3446378 3446445 1 


Clostridiales; 
3458690 3458757 1 


Micrococcaceae; Arthrobacter. 


408396 Bacteria_1 
nicotianae strain 
nicotianae Bacter 
Arthrobacter. 

408396 Bacteria_1 
lentocellum strai 
Bacteria; Firmicu 
408396 Bacteria 1 
strain R91/1468 1 
Firmicutes; Lacto 


6S 3466300 3466367 1 


6S 3597240 3597307 1 


n RHM5 16S ribosomal RNA, partial sequ 
tes; 


Clostridia; Clost 


6S 3600376 3600443 1 


408396 Bacteria_1 


6S 3746368 3746434 1 


in Benl06 16S ribosomal RNA, partial s 


Actinobacteria; Actinobacteridae; Act 


ia; Chlamydiae; Chlamydiales; Chlamydi 
408396 Bacteria_16S 


Thermales; 


Facklamia. 


11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
408396 Bacteria_16S 
rain CNRZ 926 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacterid 


DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


a; Actinobacteria; Actinobacteridae; Act 


68 gi| 219857288 |ref|NR_024919.1| Clostridium 
sequence 2568768 2570248 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
68 gi|219857276|ref|NR_024907.1| Friedmanniella 
RNA, partial sequence 2587275 2588749 Friedmanniella 
inomycetales; Propionibacterineae; 
52 gi|219857247|ref|NR_024877.1| Tessaracoccus 
equence 2625807 2627271 Tessaracoccus 
Actinobacteridae; Actinomycetales; Propionibacterineae; 
68 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
RNA, partial sequence 2668117 2669581 Saccharopolyspora 
inomycetales; Pseudonocardineae; 
52 gi|219857147|ref|NR_024775.1| Reichenbachiella 
al sequence 2758107 2759505 Reichenbachiella 


Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 

68 gi|219846944|ref|NR_026536.1| Friedmanniella 
quence 2969338 2970810 Friedmanniella 
Actinomycetales; Propionibacterineae; 

68 gi| 219846935 |ref|NR_026527.1| Chlamydophila 

RNA, partial sequence 2981577 2983055 Chlamydophila 
aceae; Chlamydophila. 

68 gi|219846909|ref|NR_026501.1| Thermus igniterrae 

sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Thermaceae; Thermus. 

52 gi|219846878|ref|NR_026470.1| Hymenobacter 

quence 3065078 3066522 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
68 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 


68 gi 
nc 
ac 
68 gi 
complet 


ae 


68 gi 
ti 
Deinococci; 
71 gi 


or 
68 gi 
Clostridiaceae; Cl 
68 gi 
al 
e; 
68 gi 
se 


Ac 
68 gi 
en 
Lachnosp 


gi 


ridiales; 
68 


ra 


3099595 3101003 Fackl 


219846847 


219846680 


219846652 


219846617 
somal RNA, partial sequence 3438312 3439771 Acine 
ammaproteobacteria; Pseudomonadales; M 
408396 Bacteria_16S 219846612 
6S ribosomal RNA, partial sequence 3445905 34473 
ridia; 
408396 Bacteria_16S 

ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


219846603 


219846598 


219846509 
ce 35967 


219846506 
6S ribosomal RNA, partial sequence 3599877 36013 


bacillales; Carnobacteriaceae; Dolosigranulum. 


amia 


ref 
e 31115 
terales; Des 
ref 
e sequen 


Actino: 


: myce 


al seque 
Thermale 


nce 
Ser T. 
ref 
toba 
ae; 
ref 


axellace 


ostridium. 
ref 
sequenc 


Actinomycet 


ref 
quence 
tinomycetale 
ref 


Cel 
ref 


iraceae; 


68 gi 


219846403 


ref 


17 3112988 Desulf 


ce 3354134 335564 


e 3458220 3 


3465830 3 


93 3598277 Clost 


ignava Bact 


NR_026439.1 


ulfobacterac 
NR_026272.1 
tales; Micro 
NR_026244.1 

338924 
hermaceae; 
NR_026209.1 
cter lwoffii 
Acinetobacte 
NR_026204.1 


NR_026195.1 
45969 
ales; Microc 
NR_026190.1 
46730 
ococc 


s; Micr 


NR_026101.1 
xr 
lulosilyticu 
NR_026098.1 


eria; Firmicutes; 
Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 
Brachybacterium 

5 Brachybacterium 
coccineae; 


Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Acinetobacter lwoffii 
Bacteria; 

Ts 
Clostridium viride 


86 Clostridium viride Bacteria; 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Clostridium 
idium lentocellum 


m. 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


NR_025994.1 


Nonomuraea angiospora 


strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosporangiaceae; Nonomuraea. 


408396 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


408396 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; Sp 


408396 Bacteria_16S 


strain SW-2 16S r 
Bacteroidetes; Sp 


408396 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


408396 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


408396 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


408396 Bacteria_16S 


ornithinivorans s 
ornithinivorans B 
Algoriphagus. 


408396 Bacteria_16S 


halophilus strain 
halophilus Bacter 


408396 Bacteria_16S 


mannitolivorans s 
mannitolivorans B 
Algoriphagus. 


408396 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


408396 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; Sp 


408396 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


408396 Bacteria_16S 


coryniformis subs 


acteria; Gammaproteobacteria; Xanthomo 
507938 508008 1 70 gi 
p- torquens strain 30 16S ribosomal RN. 


ref|NR_025888.1 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


ref|NR_025825.1 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Roseivirga. 
NR_025808.1 


eae; 
ref 


Algoriphagus marincola 


03 Algoriphagus marincola Bacteria; 


ceae; Algoriphag 
ref|NR_025792.1 
56 4032350 Glycom 
omycineae; Glyco 
ref|NR_025791.1 
01 4033899 Glycom 
omycineae; Glyco 
ref|NR_025790.1 
ence 403395 
ycetales; Glycom 
ref|NR_025745.1 

4095844 409726 
bacteriales; Cyc 


ref|NR_025744.1 
4097319 409874 
riales; Cyclobac 


3895246 3895313 1 68 gi|219846298 
ribosomal RNA, complete sequence 3894733 38962 
ydiales; Chlamydiaceae; Chlamydia. 

3984715 3984766 1 52 gi| 219846235 
6S ribosomal RNA, partial sequence 3984248 39856 
hingobacteria; Sphingobacteriales; Flammeovirgac 

4007000 4007051 1 52 gi| 219846218 
ibosomal RNA, partial sequence 4006528 40080 
hingobacteria; Sphingobacteriales; Cyclobacteria 

4031330 4031397 1 68 gi| 219846202 
27 16S ribosomal RNA, partial sequence 40308 
acteria; Actinobacteridae; Actinomycetales; Glyc 

4032880 4032947 1 68 gi|219846201 
53 16S ribosomal RNA, partial sequence 40324 
acteria; Actinobacteridae; Actinomycetales; Glyc 

4034434 40345011 68 gi| 219846200 
ain NRRL B-16149 16S ribosomal RNA, partial sequ 
teria; Actinobacteria; Actinobacteridae; Actinom 
Glycomyces. 

4096301 4096352 1 52 gi|219846155 
train JC2052 16S ribosomal RNA, partial sequence 
acteria; Bacteroidetes; Sphingobacteria; Sphingo 

4097787 4097838 1 52 gi| 219846154 

JC2051 16S ribosomal RNA, partial sequence 
ia; Bacteroidetes; Sphingobacteria; Sphingobacte 

4099243 4099294 1 52 gi| 219846153 
train JC2050 16S ribosomal RNA, partial sequence 
acteria; Bacteroidetes; Sphingobacteria; Sphingo 

4192613 4192680 1 68 gi|219846080 

16S ribosomal RNA, partial sequence 41921 
idetes; Bacteroidia; Bacteroidales; Bacteroidace 

4236422 4236473 1 52 gi|219846044 
ribosomal RNA, partial sequence 4235935 42373 
hingobacteria; Sphingobacteriales; Cyclobacteria 

386405 386467 8 70 gi| 265678797 
03 16S ribosomal RNA, partial sequence 38592 


nadales; S 
265678713 
A, complet 


ref|NR_025743.1 
4098796 410017 
bacteriales; Cyc 


ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides 
ref |NR_025634.1 


us. 
Glycomyces algeriensis 
yces algeriensis 
mycetaceae; Glycomyces. 
Glycomyces arizonensis 
yces arizonensis 
mycetaceae; Glycomyces. 
Glycomyces 
0 4035456 Glycomyces 
ycineae; 


Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Bacteroides capillosus 
oides capillosus 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


ceae; Aquiflexu 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 

ref |NR_029018.1 
e sequence 


m. 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 

Lactobacillus 

507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


408396 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; G 


408396 Bacteria_16S 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


408396 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


408396 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


408396 Bacteria_16S 


strain LK2-10 16S 
Actinobacteria; A 
Micromonospora. 


408396 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


408396 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


408396 Bacteria_16S 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 


Lactobacillus. 


ribosomal RNA, partial sequence 


745885 745947 8 70 gi| 265678549 
ibosomal RNA, partial sequence 745469 74679 
ammaproteobacteria; Pseudomonadales; Moraxellace 

750010 750072 8 70 gi| 265678546 
in 7N16 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Gammaproteobacteria; Pseud 

882105 882171 2 68 gi| 265678456 
LM042 16S ribosomal RNA, partial sequence 88163 
acteria; Actinobacteridae; Actinomycetales; Micr 

1031106 1031172 2 68 gi| 265678357 
n TT1-11 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
e; Micromonospora. 

1048029 1048095 2 68 gi| 265678346 


1047573 10490 


ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref|NR_028850.1 

749594 750918 
omonadales; Mora 


ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 


ref|NR_028659.1 
1030633 103211 
etales; Micromon 


ref|NR_028648.1 


Acinetobacter tandoii 
tandoii Bacteria; 
ae 

Acinetobacter 

Acinetobacter 
xellaceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Micromonospora 
4 Micromonospora 


osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


neae; Micromonos 
ref |NR_028639.1 
1059624 106111 
es; Thermaceae; 
ref|NR_027200.1 
1451367 145284 


etales; Micromon 


ctinobacteridae; Actinomycetales; Micromonospori 
1060116 1060182 2 68 gi| 265678337 
rain Tl 16S ribosomal RNA, partial sequence 
cteria; Deinococcus-Thermus; Deinococci; Thermal 
1451830 1451896 2 68 gi| 224581419 
n AA459 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
e; Micromonospora. 
1531832 1531898 2 68 gi| 219857427 


ref|NR_025015.1 


153135 


poraceae; 


Marinithermus 
6 Marinithermus 
Marinithermus. 

Micromonospora 
3 Micromonospora 
osporineae; 


Micromonospora 
9 1532864 Micromonospora 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Micromonospora. 


408396 Bacteria_16S 


strain IMSNU 2200 


strain LUH4616 16 


Proteobacteria; G 
408396 Bacteria_16S 
schindleri strain 
schindleri Bacter 
408396 Bacteria_16S 
strain LUH 3792Ty 
Proteob 
408396 Bacteria_16S 
ribosomal RNA, partial sequence 


Bacteria; 


strain BD-87 16S 
Firmicutes; Bacil 


408396 Bacteria_16S 
strain Se-1 16S r 
Deinococcus-Thermus; 
408396 Bacteria_16S 


strain K97-0003 1 


rectilineatus Bac 


Micromonosporacea 
408396 Bacteria_16S 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
408396 Bacteria_16S 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
408396 Bacteria_16S 


strain IFO 14915 


strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


408396 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


1866409 1866475 2 


1872499 1872561 8 


1887945 1888007 8 


1913319 1913381 8 


2426073 2426143 1 


lales; Planococcaceae; 
2629379 2629445 2 


Deinococci; 
2724212 2724278 2 


2796076 2796142 2 


e; Actinoplanes. 
2799119 2799185 2 


2800642 2800708 2 


2802163 2802229 2 


2803684 2803750 2 


2805206 2805272 2 


e; Actinoplanes. 
2806728 2806794 2 


e; Actinoplanes. 


408396 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


408396 Bacteria_16S 
6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


strain JCM 9312 1 


Catenuloplanes. 


408396 Bacteria_16S 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


408396 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


408396 Bacteria_16S 
YU655-43 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


408396 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


2808250 2808316 2 


e; Actinoplanes. 
2829354 2829420 2 


2890967 2891033 2 


e; Actinoplanes. 
2941033 2941099 2 


e; Virgisporangium. 
2942549 2942615 2 


e; Virgisporangium. 
2968268 2968334 2 


eae; Microlunatus. 


408396 Bacteria_16S 
strain LS-13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; 


2991204 29912711 


68 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_16S 


70 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; 


70 


LUH5832 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


70 


pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


71 


Viridibacillus. 


68 


ibosomal RNA, partial sequence 
Thermales; 


68 


6S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_16S 
rectilineatus str 


68 


ain IFO 13941 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


68 


68 


68 


16S ribosomal RNA, partial sequence 2801710 28031 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
408396 Bacteria 16S 


68 


16S ribosomal RNA, partial sequence 2803231 28047 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
408396 Bacteria_16S 


68 


in IFO 14935 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


68 


2 
in IFO 14913 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


68 


2 
in IFO 12511 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


68 


68 


68 


n YU438-5 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


68 


68 


in NM-1 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


70 


Thermaceae; Thermus. 


219878290 
18659 


gi 
gi|219878286 
1872026 18734 


gi| 219878273 


219878253 
19128 


gi 
gi|219857441 
2425586 24269 


gi|219857239 
2628913 26303 


gi] 219857172 


219857119 
sequenc 


gi 


gi| 219857117 


gi|219857116 
gi|219857115 
gi|219857114 


gi|219857113 


gi| 219857112 
Actinomy 
gi|219857111 
Actinomy 
gi|219856904 


219856862 
sequence 
Actinomyc 


gi 
gi| 219856829 
Actinomyc 
gi| 219856828 
gi| 219846945 


Actinomy 


omonosporineae H 


Pseudomonadales; 


Actinomycet 


Actinomycetales; 


ref |NR_025429.1 


ref|NR_025425.1 
90 Acinetobacter 


ref|NR_025412.1 
1887472 188893 
ref |NR_025392.1 


Ac 


ref |NR_025029.1 


ref |NR_024867.1 


ref|NR_024800.1 
Micromonos 
ref|NR_024747.1 
e 2795622 279709 


ref |NR_024745.1 
neae; Micromonos 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref|NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 
2804752 280622 
Micromo 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


ref|NR_024725.1 


neae; Micromonos 


ref|NR_024681.1 
2890502 289195 
etales; Micromon 


ref|NR_024648.1 
2940579 294204 
etales; Micromon 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


ref|NR_026537.1 
2967820 296928 
cetales; Propion 


gi| 219846929 


35 1867442 Asanoa 
Micromonosporaceae; 


Moraxellaceae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
Asanoa. 
Acinetobacter parvus 
parvus Bacteria; 


Acinetobacter. 


Acinetobacter 
7 Acinetobacter 
Acinetobacter. 
Acinetobacter ursingii 


72 1914310 Acinetobacter ursingii 


inetobacter. 
Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Longispora albida 


14 Longispora albida Bacteria; 
omonosporineae; 


poraceae; Longispora. 
Actinoplanes 
4 Actinoplanes 


ales; Micromonosporineae; 


Actinoplanes lobatus 


36 Actinoplanes lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Microlunatus 
7 Microlunatus 
ibacterineae; 


ref |NR_026521.1 


Fluoribacter gormanii 


2990709 2992158 Fluoribacter gormanii Bacteria; 


Fluoribacter. 


408396 Bacteria_16S 3019945 3020011 2 68 gi|219846910|ref|NR_026502.1| Thermus antranikianii 


strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 
408396 Bacteria_16S 3103040 3103106 2 68 gi|219846853|ref|NR_026445.1| Verrucosispora 


Ww 


gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 
408396 Bacteria_16S 3324190 3324256 2 68 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
408396 Bacteria_16S 3325717 3325783 2 68 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
408396 Bacteria_16S 3327238 3327304 2 68 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
408396 Bacteria_16S 3328757 3328823 2 68 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
408396 Bacteria_16S 3333308 3333374 2 68 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
408396 Bacteria_16S 3334802 3334868 2 68 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
408396 Bacteria_16S 3340843 3340909 2 68 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
408396 Bacteria_16S 3342370 3342436 2 68 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
408396 Bacteria_16S 3343889 3343955 2 68 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
408396 Bacteria_16S 3345417 3345483 2 68 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
408396 Bacteria_16S 3346943 3347009 2 68 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
408396 Bacteria_16S 3437282 3437344 8 70 gi|219846618|ref|NR_026210.1| Acinetobacter 
radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

408396 Bacteria_16S 3440301 3440363 8 70 gi|219846616|ref|NR_026208.1| Acinetobacter junii 
strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter junii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

408396 Bacteria_16S 3441810 3441872 8 70 gi|219846615|ref|NR_026207.1| Acinetobacter 
haemolyticus strain DSM 6962 16S ribosomal RNA, complete sequence 3441331 3442790 Acinetobacter 
haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 


408396 Bacteria_16S 3443320 3443382 8 70 gi| 219846614 |ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
408396 Bacteria_16S 3712407 3712473 2 68 gi|219846428|ref|NR_026019.1| Actinoplanes 


auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 
408396 Bacteria_16S 3713868 3713934 2 68 gi|219846427|ref|NR_026018.1| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
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408396 Bacteria_ 
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408396 Bacteria_ 
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Aquificae; Aquifi 


408396 Bacteria_ 


oligofermentans s 
oligofermentans B 


408396 Bacteria_ 


halichoeri strain 
halichoeri Bacter 


408396 Bacteria_ 
devriesei strain 
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408396 Bacteria_ 


strain HKU4 16S r 
Lacto 


Firmicutes; 
408396 Bacteria_ 


intermedius strai 
Firmicu 


Bacteria; 
408396 Bacteria_ 


strain SK3 16S ri 
Lacto 


Firmicutes; 
408396 Bacteria_ 


pneumoniae strain 
pneumoniae Bacter 


408396 Bacteria_ 


strain NS51 16S r 
Lacto 


Firmicutes; 
408396 Bacteria_ 
strain I-273 16S 
Firmicutes; 
408396 Bacteria_ 


gallinaceus strai 
gallinaceus Bacte 


408396 Bacteria_ 
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Bacteria; Aquific 


408396 Bacteria_ 


dysgalactiae subs 


Lacto 


16S 


16S 


16S 


e; 


16S 35299 


teria; 
16S 


16S 


16S 


acteria; 
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16S 


a; 
16S 
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16S 


tes; 
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16S 
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16S 
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16S 


16S 
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ibosomal RNA, partial sequence 
Deinococci; 

3917720 3917786 2 
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Streptococcaceae 
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complete sequence 


Lactobacillales; 
1020496 1020565 1 
bosomal RNA, 
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ATCC 33400 16S ribosomal RNA, 
Firmicutes; 
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ibosomal RNA, 


1117360 1117429 1 
ribosomal RNA, partial sequence 


1224658 1224727 1 
n CCUG 42692 16S ribosomal RNA, partia 
Firmicutes; Lactobacillales; 
1230799 1230868 1 


6S ribosomal RNA, 


Thermales; 
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Spirochaetes; 
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Streptococcaceae; 


Streptococcaceae; 
7 
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7 


7 


7 


68 
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complete sequence 
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455893 455962 1 
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sequence 
Strept 
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complet 
Strep 
gi 


occus. 
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Streptoc 
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complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermoc 
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p- dysgalactiae strain ATCC 43078 16S 
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ribosomal 


0 gi 
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68 
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Thermaceae; 

68 
al sequenc 
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Streptococ 
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ence 91544 
Streptoc 
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e sequence 
tococcacea 
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1 sequence 
ptococcace 


ref |NR_025901.1 


ref|NR_025900.1 


ref|NR_025872.1 
e 3917267 391873 


2 Chrysiogenes 


ref|NR_029172.1 
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caceae; Streptoc 
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e; Streptococcus 
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ref|NR_028666.1 
95 Streptococcus 
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Streptococcus 


1 Streptococcus 
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Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 
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408396 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 
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408396 Bacteria_16S 
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Opitutae; Opituta 


408396 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


408396 Bacteria_16S 


ia; 


idetes; 


1905843 1905894 1 
I/26Corl1 16S ribosomal RNA, partial s 
Bacteroidetes; Sphingobacteria; 
2258853 2258922 1 


16S ribosomal RNA, partial sequence 


2416869 2416938 1 
W94-11374-1 16S ribosomal RNA, partial 
Firmicutes; 

2665591 2665660 1 
ATCC 10556 16S ribosomal RNA, partial 
Firmicutes; 

2689665 2689734 1 
in IBSK3 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Aquificace 
2823320 2823389 1 
in HGP1 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Aquificace 
2962175 2962244 1 
bosomal RNA, partial sequence 


2963724 2963793 1 
ribosomal RNA, partial sequence 


2995714 2995783 1 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3064149 3064218 1 
16S ribosomal RNA, partial sequence 3063651 30650 


3216561 3216630 1 
in S69 16S ribosomal RNA, partial sequence 32160 
Lactobacillales; 
3298363 3298424 7 
strain S5a36 16S ribosomal RNA, parti 
Firmicutes; 
4117364 4117433 1 
ibosomal RNA, partial sequence 


4242412 42424811 
ain M54/01/1 16S ribosomal RNA, partia 
Firmicutes; 


621699 621743 1 
2 16S ribosomal RNA, partial sequence 
Flavobacteria; Flavobacteriale 
626259 626323 7 
S ribosomal RNA, partial sequence 
obacteriales; 


696091 696151 8 


52 


70 


Streptococcaceae; 
70 


Lactobacillales 
70 


Lactobacillales 
70 


70 


70 


Streptococcaceae; 
70 


Streptococcaceae; 
70 
70 


Streptococcaceae; 
70 


Streptoc 
68 


Clostri 
70 


Streptococcaceae; 
70 


Lactobacill 


27749 1 61 


S ribosomal RNA, partial sequence 
avobacteria; 
408396 Bacteria_16S 


Flavobacteriales; 
88073 1 61 


n A 0404 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
231642 231706 7 

Succ 2 16S ribosomal RNA, partial 

; Fusobacteria; 

443504 443564 1 


Flavobacte 
71 


Fusobacteriale 
61 


Flavobacter 
45 


45 


7k 


Fusobacteriaceae 
68 
69 


les; Opitutaceae; Opitutus. 


800251 800295 1 
ribosomal RNA, partial sequence 
avobacteria; 
864192 864252 1 


45 


Flavobacteriales; 
61 


219878259 
equence 
Sphingobacte 
gi| 219857560 
22583 
occus. 
219857448 
sequence 
Streptococcaceae 
gi| 219857213 
sequence 
Streptococcaceae 
gi|219857196 


gi 


Streptoc 
gi 


’ 


, 


ae; Hydr 
gi| 219856908 
ae; Hydr 
gi|219856815 
2961676 29631 
Streptococcus. 
gi| 219856814 
2963222 29647 
Streptococcus. 
gi| 219846926 
sequence 
icaceae; H 
219846879 


gi 


Streptoc 
gi 


occus. 
219846776 
; Streptoc 
219846722 
al sequenc 
Clostridiales 
gi| 219846139 
4116858 41183 
Streptococcus. 

gi| 219846040 
1 sequence 
Streptococca 
gi| 265679045 
27210 28718 
Flavobacteriaceae 

gi| 265679004 


occaceae 
gi 


dia; 


ales; 


Flavobacteria 
gi| 265678908 
sequence 
acteriacea 
265678759 
equence 
Flavobacterial 
gi| 265678675 
sequence 
lavobacter 


ria; 


Fusob 
gi 


Ss; 


ia; 


265678637 

62122 

s; Flavoba 

gi| 265678634 

625776 62729 
Ilyobacter. 

gi| 265678585 


gi 


v 


5588 697067 Opitutus 


gi| 265678512 
799765 80123 
Flavobacteriaceae 


es; 


ref|NR_025398.1 

1905456 190681 
riales; Flexibac 
ref|NR_025148.1 


ref |NR_025036.1 

2416361 241786 
; Streptococcus. 
ref|NR_024841.1 

2665089 266654 
; Streptococcus. 
NR_024824.1 
2689164 269065 
ogenivirga. 
ref|NR_024729.1 
2822817 282431 
ogenobacter. 
ref|NR_024634.1 
71 Streptococcus 


ref|NR_024633.1 
20 Streptococcus 


ref |NR_026518.1 

2995219 299673 
ydrogenobacter. 
ref|NR_026471.1 
27 Streptococcus 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref|NR_026314.1 
e 3297885 329934 
; Blautia. 

ref |NR_025729.1 
54 Streptococcus 


ref|NR_025630.1 

4241925 424342 
ceae; Streptococ 
ref |NR_029353.1 


; Coenonia. 
ref |NR_029312.1 
87607 88985 
les; Flavobacter 
ref |NR_029216.1 
231154 232668 
e; Propionigeniu 
ref|NR_029064.1 
443005 444493 
Flavobacteri 
ref|NR_028980.1 
565378 566823 
iales; Flavobact 


ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref |NR_028939.1 


ref|NR_028890.1 


terrae Bacte 
ref|NR_028815.1 


; Kaistella. 


gi| 265678469 


ruestringensis strain Bl 16S ribosomal RNA, partial sequence 


ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Streptococcus iniae 


45 2259880 Streptococcus iniae Bacteria; 


Streptococcus 
5 Streptococcus 


Streptococcus 
8 Streptococcus 


Hydrogenivirga 
5 Hydrogenivirga 


Hydrogenobacter 
3 Hydrogenobacter 


Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Hydrogenobacter 
2 Hydrogenobacter 

Streptococcus ovis 
ovis Bacteria; 


Streptococcus 
ococcus thoraltensis 


Blautia 
2 Blautia 


Streptococcus minor 
minor Bacteria; 


Streptococcus 
4 Streptococcus 
cus. 
Coenonia anatina 


Coenonia anatina Bacteria; 


Capnocytophaga 
Capnocytophaga 
iaceae; Capnocytophaga. 
Propionigenium 
Propionigenium 

m. 

Croceibacter 
Croceibacter 
aceae; Croceibacter. 
Chryseobacterium 
Chryseobacterium 
eriaceae; 


Chryseobacterium 
obacterium defluvii 
seobacterium. 
Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


ref|NR_028772.1 
863710 865135 
Flavobac 


Muricauda 
Muricauda 
teriaceae; Muricauda. 


408396 Bacteria_16S 


barnesii strain SES-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campyl 


Bacteria; 
408396 Bacteria_16S 
strain FC 097-2 1 
Tenericutes; Moll 
408396 Bacteria_16S 
vladivostokensis 
vladivostokensis 
Vitellibacter. 

408396 Bacteria_16S 
1279 16S ribosoma 
Deinococcus-Thermus; 
408396 Bacteria_16S 
ochracea DSM 7271 
7271 Bacteria; 
408396 Bacteria_16S 


AT1047 16S ribosomal RNA, partial sequence 
avobacteriales; 


Flavobacteria; Fl 
408396 Bacteria_16S 
strain AT1013 16S 
Bacteroidetes; Fl 
408396 Bacteria_16S 
strain VenChi2 16 
Fusobacteria; 
408396 Bacteria_16S 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


joostei Bacteria; 
408396 Bacteria_16S 


scophthalmum strain LMG 13028 16S ribosomal RNA, partia 
scophthalmum Bacteria; 


Chryseobacterium. 
408396 Bacteria_16S 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partia 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, 


Bacteria; 


Bacteroidetes; 


avobacteria; 


Fusobacteriales; 


980572 980631 1 


985270 985330 8 


1072136 1072196 1 


1158111 1158155 1 


1 RNA, partial sequence 
Thermales; 


Deinococci; 
1173390 1173450 1 


1272979 1273023 1 


1274401 1274445 1 


1831381 1831445 7 


1919555 1919599 1 


1921063 1921107 1 
Bacteroidetes; 


1925648 1925716 1 


Pseudonocardiaceae; Amycolatopsis. 


408396 Bacteria_16S 


glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


glaciale Bacteria; 
408396 Bacteria_16S 


2105731 21057911 


2269763 2269824 7 


61 


68 


61 


45 


61 


45 


45 


ribosomal RNA, partial sequence 
Flavobacteriales; 


wk 


S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


45 


Flavobacteria; 


45 


Flavobacteria; 


68 


61 


Flavobacteria; 


68 


gi 


gi 


gi 


strain KMM 3516 16S ribosomal RNA, par 


Bacteroidetes; Flavobacteria; 


gi 


Thermaceae; 


gi 


16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 


gi 


gi 
12 


gi 
18 


Ilyobacter. 


gi 


Flavobacteriales; 


gi 


gi 


gi 


Flavobacteriales 


gi 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial 
Spirochaetales; 


azotonutricium Bacteria; 


408396 Bacteria_16S 
strain LMG11607 1 
Bacteroidetes; Fl 
408396 Bacteria_16S 
strain IAM 14848 


408396 Bacteria_16S 
strain GY-1 16S r 
Deinococcus-Thermus; 
408396 Bacteria_16S 
strain NR-27 16S 
Bacteroidetes; 
408396 Bacteria_16S 
islandicus strain 


408396 Bacteria_16S 
strain 1A-C 16S r 


408396 Bacteria_16S 
strain DSM 9537 1 
Fusobacteria; 
408396 Bacteria_16S 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 

408396 Bacteria_16S 
filamentus strain 
Bacteria; 
408396 Bacteria_16S 


612 


avobacteria; 


Bacteroidetes; 


Spirochaetes; 
2407547 2407591 1 


2900003 2900069 1 


3139002 3139046 1 


Deinococci; 


3218111 32181551 


3287645 3287705 8 


3310546 3310612 1 


3391172 33912367 


3604974 3605034 1 
Bacteria; 
3680847 3680907 1 


Flavobacteria; 
3703405 3703449 1 


45 


68 


45 


ibosomal RNA, partial sequence 
Thermales; 


45 


ribosomal RNA, partial sequence 
Sphingobacteria; 


68 


68 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


71 


61 gi| 219846503 
sequence 

Flavobacteria; Flav 

61 gi| 219846450 


45 


gi 


6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteriales; 


gi 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 
31 


Thermaceae; 


gi 
32 


Sphingobacteriales; Flammeovirgac 


gi 


Rlha3 16S ribosomal RNA, partial sequence 32871 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesul 


gi 
33 


gi 


6S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; Fusobacteriaceae; Propionigenium. 


ATCC 33612 16S ribosomal RNA, partial 


Bacteroidetes; 


215 16S ribosomal RNA, partial sequence 
Flavobacteriale 


gi 


Sej 


Fl 


265678390 


265678387 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


265678329 


228721491 


228719222 
11729 


219846220 


1272544 1273908 Sejongia 
Flavobacteriaceae; 


ongia. 
219846219 
73959 12753 


219878315 
30898 18324 


219878248 


219878247 
1 


219878244 


219878116 
219857553 
sequence 


219857455 


219856856 


219846829 


38565 31400 


219846775 
17640 32191 


219846729 
219846713 
10081 33114 


219846651 


36803 
s; Flavoba 


98009 
obacterale 


tial sequence 
Flavobacteri 


Fl 


sequence 
avobacteriales; 


1 sequence 1925173 192664 
Actinomycetales; 


Spirochaetaceae; 


ref|NR_028692.1 
S; 
ref|NR_028689.1 
5 Acholeplasma 
ref|NR_028631.1 

10716 
ales; 


ref |NR_027614.1 


1157686 1159115 Meiothermus ruber DSM 
Meiothermus. 


ref|NR_027581.1 


avobacteriaceae 


ref |NR_025810.1 


ref|NR_025809.1 


Se 
ref 


jongia. 
NR_025454.1 


ref |NR_025387.1 
1919085 192055 


ref|NR_025386.1 
1920604 192206 


ref |NR_025383.1 


2269277 227073 


ref |NR_025043.1 
Riemerella. 
ref|NR_024675.1 


; Microbacteriac 
ref|NR_026421.1 


ref |NR_026367.1 
eae; Thermonema. 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026305.1 


; Bogoriellaceae 
ref |NR_026243.1 


ref|NR_026095.1 
3604483 360597 
obacteriales; Fl 


ref |NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 


219846434 


9 981569 Sulfur 
Campylobacteraceae; 


8 


00 1174354 Capnoc 
7 


Flavobacteriace 


Treponema. 


Sulfurospirillum 
ospirillum barnesii 


Vitellibacter 


1279 Bacteria; 
Capnocytophaga 
Capnocytophaga. 


Bacteroidetes; 


Chryseobacterium 
3 Chryseobacterium 


Chryseobacterium 
1 Chryseobacterium 


Flavobacteriaceae; 


Amycolatopsis 
6 Amycolatopsis 


Pseudonocardineae; 


ref|NR_025255.1| Brumimicrobium 
2105286 2106656 Brumimicrobium 

; Cryomorphaceae; Brumimicrobium. 

ref|NR_025141.1] Treponema 


9 Treponema 


eae; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Polaribacter 
bacter filamentus 
ribacter. 


ref |NR_026025.1 


Riemerella 


anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 


anatipestifer Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 


Sulfurospirillum. 
Acholeplasma vituli 
vituli Bacteria; 


71073086 Vitellibacter 
Flavobacteriaceae; 


Meiothermus ruber DSM 


ytophaga ochracea DSM 


Sejongia jeonii strain 
jeonii Bacteria; 


Sejongia antarctica 
12 Sejongia antarctica Bacteria; 
Flavobacteriaceae; 
Ilyobacter insuetus 
07 Ilyobacter insuetus Bacteria; 


ae; Chryseobacterium. 


Riemerella columbina 
26 Riemerella columbina Bacteria; 
Flavobacteriaceae; 
Zimmermannella bifida 
10 Zimmermannella bifida Bacteria; 
Pseudoclavibacter. 
Meiothermus cerbereus 
00 Meiothermus cerbereus Bacteria; 
Meiothermus. 
Thermonema rossianum 
04 Thermonema rossianum Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Propionigenium maris 
40 Propionigenium maris Bacteria; 


408396 Bacteria_16S 3791559 3791619 8 68 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 


strain 19L 16S ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
408396 Bacteria_16S 3986191 3986251 1 61 gi|219846234|ref|NR_025824.1| Gramella echinicola 


strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 3987155 Gramella echinicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 
408396 Bacteria_16S 4114405 41144651 61 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 


408396 Bacteria_16S 4225902 4225962 1 61 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

408396 Bacteria_16S 4227374 42274341 61 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

408396 Bacteria_16S 44290 44357 1 68 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 


strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 cCarnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 


408396 Bacteria_16S 407931 407998 1 68 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

408396 Bacteria_16S 594412 594479 1 68 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 


prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 


408396 Bacteria_16S 603433 603500 1 68 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

408396 Bacteria_16S 879050 879113 7 70 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
Prochlorococcaceae; Prochlorococcus. 
408396 Bacteria_16S 880609 880668 9 68 gi|265678458|ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 


408396 Bacteria_16S 922196 922263 1 68 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

408396 Bacteria_16S 923766 923833 1 68 gi| 265678429 |ref|NR_028731.1| Desulfofrigus 


oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
408396 Bacteria_16S 1049605 1049672 1 68 gi| 265678345 |ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 
408396 Bacteria_16S 1494212 1494278 2 68 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 
408396 Bacteria_16S 1732587 1732622 1 36 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 
408396 Bacteria_16S 2087530 2087597 1 68 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 
408396 Bacteria_16S 2193546 2193581 1 36 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
408396 Bacteria_16S 2664029 2664098 1 70 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
408396 Bacteria_16S 2889454 2889521 1 68 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
408396 Bacteria_16S 2957606 2957672 1 68 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 


ND 


408396 Bacteria_16S 3047391 3047458 1 68 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

408396 Bacteria_16S 274253 274315 8 70 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 
strain S-16 16S ribosomal RNA, partial sequence 273748 275246 Mycoplasma hyosynoviae Bacteria; 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


408396 Bacteria_16S 


strain ATCC 23392 


Tenericutes; Moll 
408396 Bacteria_16S 


strain ATCC 23391 


Tenericutes; Moll 
408396 Bacteria_16S 
californicum stra 
californicum Bact 
408396 Bacteria_16S 
strain 4B02 16S r 
G 


Proteobacteria; 


strain IC166 16S 
Bacteroidetes; 


strain MP145 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


profundus strain 
Bacteria; 


strain NNO15860 1 
Bacteroidetes; Fl 


408396 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


408396 Bacteria_16S 
strain MX9 16S ri 


Tenericutes; Moll 


408396 Bacteria_16S 
strain 486 16S ri 


Tenericutes; Moll 


408396 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


408396 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


408396 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


408396 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


408396 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


408396 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


408396 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


Fl 
408396 Bacteria_16S 


Deinoco 
408396 Bacteria_16S 


278801 278863 8 70 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
287821 287883 8 70 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
300003 300065 8 70 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
748635 748697 8 70 gi 
ibosomal RNA, partial sequence 


803367 803429 8 70 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


1028108 1028142 1 35 gi|265678359|ref|NR_028661.1 
ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

1392518 1392580 8 70 gi|228716184|ref|NR_027548.1 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


1436621 1436687 2 68 gi|224581430|ref|NR_027212.1 
506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceani 
ccus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

2062936 2062970 1 35 gi| 219878148 |ref|NR_025287.1 
6S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2198164 2198226 8 70 gi|219857600|ref|NR_025188.1 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2199663 2199725 8 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2204194 2204256 8 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2205693 2205755 8 70 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2207204 2207266 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2208719 2208781 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211748 2211810 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213248 2213310 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214746 2214808 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216244 2216306 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2278918 2278980 8 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2280432 2280494 8 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2281940 2282002 8 70 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2371111 2371173 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


265678874 


265678868 


265678860 
uence 
smataceae; 

265678547 


748219 74954 
ammaproteobacteria; Pseudomonadales; Moraxellace 
408396 Bacteria_16S 
strain PG14 16S r 
Tenericutes; Moll 
408396 Bacteria_16S 


265678510 


802889 80433 


1392046 13934 


2197691 21991 


219857599 


2199190 22006 


219857596 


2203720 22051 


219857595 
ence 22052 
coplasma. 

219857594 


2206719 22081 


219857593 


2208244 22096 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857588 


2215772 22172 


219857547 


2278443 22799 


219857546 


2279959 22814 


219857545 
equence 
lasmatacea 
219857479 


2370638 23720 


408396 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


2374126 2374188 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857477 


27832 


28734 


ref|NR_029180.1 
1 279763 Mycopl 


ref|NR_029174.1 
1 288773 Mycopl 


ref |NR_029166.1 

299496 300945 
Mycoplasma. 
ref|NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028813.1 


ref|NR_025187.1 


ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025182.1 


ref|NR_025181.1 


ref|NR_025179.1 
ref|NR_025178.1 
ref|NR_025177.1 
ref|NR_025176.1 
ref 


NR_025135.1 


ref|NR_025134.1 


ref|NR_025133.1 

2281465 228293 
e; Mycoplasma. 
ref|NR_025067.1 


Mycoplasma gateae 
asma gateae Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Mycoplasma 
Mycoplasma 


Acinetobacter bouvetii 
bouvetii Bacteria; 
r. 

Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Cellulophaga algicola 


algicola Bacteria; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Oceanithermus 
thermus profundus 


Cellulophaga fucicola 


fucicola Bacteria; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


ref|NR_025065.1 


Mycoplasma lipofaciens 


2373653 2375108 Mycoplasma lipofaciens Bacteria; 


408396 Bacteria_16S 
strain PG30 16S r 
Tenericutes; Moll 
408396 Bacteria_16S 


strain MMP-1 16S 


Tenericutes; Moll 
408396 Bacteria_16S 
columbinasale str 
columbinasale Bac 
408396 Bacteria_16S 
strain G122 16S r 
Tenericutes; Moll 
408396 Bacteria_16S 
galactanivorans s 
galactanivorans B 
408396 Bacteria_16S 
strain 3T 16S rib 


Tenericutes; Moll 


408396 Bacteria_16S 
strain 383 16S ri 


Tenericutes; Moll 


408396 Bacteria_16S 
strain H/Tl 16S r 


Tenericutes; Moll 


408396 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


408396 Bacteria_16S 
strain TB 16S rib 


Tenericutes; Moll 


408396 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


408396 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


408396 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


408396 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


408396 Bacteria_16S 


strain KMM 3677 1 
Bacteroidetes; Fl 


408396 Bacteria_16S 


strain KMM 3676 1 
Bacteroidetes; Fl 


408396 Bacteria_16S 


strain KMM 3526 1 
Bacteroidetes; Fl 


408396 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


408396 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


408396 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


408396 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


408396 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


2375637 2375699 8 70 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377150 2377212 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2378658 2378720 8 70 gi 


gi 


teria; Tenericutes; Mollicutes; Mycopl 
2380164 2380226 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2392380 2392414 1 35 gi 
train Dsij 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Flavobacteria; 
2477295 2477357 8 70 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478767 2478829 8 70 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480274 2480336 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481787 2481849 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483296 2483358 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484808 2484870 8 70 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486327 2486389 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487839 2487901 8 70 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489354 2489416 8 70 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490865 2490927 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2683766 2683800 1 35 gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
2685208 2685242 1 35 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
2686677 2686711 1 35 


avobacteria; Flavobacteriales; Flavoba 
2703179 2703245 2 68 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 

2710609 2710643 1 35 gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3689871 3689933 8 70 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
3691382 3691444 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3750903 3750965 8 70 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 


408396 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


ain 694 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 2684767 26 


6S ribosomal RNA, partial sequence 2686201 26 


219857476 


2375159 23766 


219857475 


2376676 23781 


2379691 23811 


2476824 24782 


219857397 


2478295 24797 


219857396 


2479798 24812 


219857395 


2481316 24827 


219857394 


2482825 24842 


219857393 


2484337 24857 


219857392 


2485849 24873 


219857391 


2487368 24888 


219857390 


2488881 24903 


219857389 


2490394 24918 


219857200 


6S ribosomal RNA, partial sequence 2683309 26847 


cteriaceae 
219857199 

861 
cteriaceae 
219857198 

876 
cteriaceae 
219857186 

uence 
Thermales; 
219857181 


6S ribosomal RNA, partial sequence 2710175 27115 


cteriaceae 
219846444 


3689398 36908 


219846443 


3690909 36923 


219846398 
quence 
asmataceae 


3752418 3752480 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846397 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 
ref|NR_025063.1| Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


219857474|ref|NR_025062.1| Mycoplasma 

uence 2378183 2379640 Mycoplasma 
asmataceae; Mycoplasma. 
219857473|ref|NR_025061.1| Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


219857465|ref|NR_025053.1| Zobellia 
sequence 2391886 2393368 Zobellia 
Flavobacteriales; Flavobacteriaceae; Zobellia. 
219857398|ref|NR_024986.1| Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_024828.1| Zobellia russellii 

16 Zobellia russellii Bacteria; 

; Zobellia. 

ref|NR_024827.1| Zobellia laminariae 
50 Zobellia laminariae Bacteria; 

; Zobellia. 

ref|NR_024826.1| Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 
; Zobellia. 
ref|NR_024814.1| Oceanithermus 


2702689 270407 
Thermaceae; Oceanithermus. 
ref|NR_024809.1| Cellulophaga pacifica 
47 Cellulophaga pacifica Bacteria; 

; Cellulophaga. 
ref |NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


1 Oceanithermus 


ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


ref|NR_025989.1 
3750418 375189 

; Mycoplasma. 

ref|NR_025988.1 


Mycoplasma 
2 Mycoplasma 


Mycoplasma canadense 


3751943 3753408 Mycoplasma canadense Bacteria; 


408396 Bacteria_16S 
strain M165/69 16 
Tenericutes; Moll 
408396 Bacteria_16S 
strain PG43 16S r 
Tenericutes; Moll 
408396 Bacteria_16S 
strain PG51 16S r 
Tenericutes; Moll 
408396 Bacteria_16S 
strain UC/MF 16S 
Tenericutes; Moll 
408396 Bacteria_16S 
leonicaptivi stra 
Bacteria; Teneric 
408396 Bacteria_16S 
strain LX 16S rib 
Tenericutes; Moll 
408396 Bacteria_16S 
strain PU 16S rib 
Tenericutes; Moll 


3753943 3754005 8 70 
S ribosomal RNA, partial sequence 


3755457 3755519 8 70 
ibosomal RNA, partial sequence 


3758466 3758528 8 70 
ibosomal RNA, partial sequence 


3779598 3779660 8 70 
ribosomal RNA, partial sequence 


3784100 3784162 8 70 


3785571 3785633 8 
osomal RNA, partial sequence 


70 


3787056 3787118 8 
osomal RNA, partial sequence 


70 


in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 


gi|219846 


3753459 37549 
icutes; Mycoplasmataceae; Mycoplasma. 


gi|219846 


3754983 37564 
icutes; Mycoplasmataceae; Mycoplasma. 


gi|219846 


3757993 37594 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


gi 
en 
co 


gi 


gi 


219846377 
3779118 37805 
icutes; Mycoplasmataceae; Mycoplasma. 
219846374 
ce 37836 
plasma. 
219846373 
3785096 37865 
icutes; Mycoplasmataceae; Mycoplasma. 
219846372 
3786577 37880 


396|ref|NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 
395|ref|NR_025986.1| Mycoplasma bovirhinis 


393 


ref |NR_025984.1 


ref|NR_025968.1 


ref|NR_025963.1 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


ref|NR_025965.1| Mycoplasma 
21 3785045 Mycoplasma leonicaptivi 
ref|NR_025964.1| Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


Mycoplasma felifaucium 
11 Mycoplasma felifaucium Bacteria; 


408396 Bacteria_16S 


strain 17529 16S 


Tenericutes; Moll 
408396 Bacteria_16S 
strain DD 16S rib 
Tenericutes; Moll 
408396 Bacteria_16S 
strain BV1 16S ri 
Tenericutes; Moll 
408396 Bacteria_16S 
KMM 6031 16S ribo 
Fl 


Flavobacteria; 


408396 Bacteria_16S 
strain BC-3 16S r 


Tenericutes; Moll 


408396 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


408396 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


408396 Bacteria_16S 
sedimenticola str 


sedimenticola Bac 


408396 Bacteria_16S 
syrphidicola stra 
syrphidicola Bact 
408396 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


408396 Bacteria_16S 


chrysopicola stra 
chrysopicola Bact 


408396 Bacteria_16S 


F89 16S ribosomal 


Flavobacteria; Fl 


408396 Bacteria_16S 


micromati strain 


Bacteria; Bactero 


408396 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


408396 Bacteria_16S 


strain K 1/K2 16S 


Bacteroidetes; Sp 


408396 Bacteria_16S 


thermohalophila s 
thermohalophila B 


icutes; Mycoplasmataceae; Mycoplasma. 
3856771 3856833 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858257 3858319 8 70 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846324 
3856288 38577 


219846323 
3857775 38592 


408396 Bacteria_16S 


Bactero 


ref|NR_025914.1| Mycoplasma meleagridis 
24 Mycoplasma meleagridis Bacteria; 


ref|NR_025913.1| Mycoplasma gallinaceum 
05 Mycoplasma gallinaceum Bacteria; 


3884410 3884472 8 70 gi|219846306|ref|NR_025896.1| Mycoplasma corogypsi 
bosomal RNA, partial sequence 3883911 3885377 Mycoplasma corogypsi Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3990638 3990672 1 35 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
somal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Pibocella. 

4079735 4079797 8 70 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
ibosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4087412 4087446 1 35 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 
6S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4088903 4088937 1 35 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 
6S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4091890 4091924 1 35 gi|219846158|ref|NR_025748.1| Maribacter 
ain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4138806 4138868 8 70 gi|219846121|ref|NR_025711.1| Spiroplasma 
in EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4148200 4148262 8 70 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4157445 4157507 8 70 gi|219846109|ref|NR_025699.1| Spiroplasma 
in DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

424972 425001 1 30 gi|265678771|ref|NR_029076.1| Formosa algae strain 

RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Formosa. 

520018 520047 1 30 gi|265678705|ref|NR_029010.1| Flavobacterium 
R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

521546 521575 1 30 gi|265678704|ref|NR_029009.1| Flavobacterium 
n R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

570414 570443 1 30 gi|265678672|ref|NR_028977.1| Pedobacter africanus 

ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

591336 591365 1 30 gi| 265678658 |ref|NR_028963.1| Anaerophaga 
train Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
acteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 

601836 601865 1 30 gi| 265678651 |ref|NR_028956.1| Gelidibacter 

mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 


Bacteria; 


408396 Bacteria_ 


brasiliensis stra 


brasiliensis DSM 
Planctomyces. 
408396 Bacteria_ 


strain PIPN-2 16S 
Tenericutes; Moll 


408396 Bacteria_ 


strain LA1 16S ri 
Fl 


Bacteroidetes; 
408396 Bacteria_ 


satelles strain V 
satelles Bacteria 


408396 Bacteria_ 


acidifaciens stra 


Bacteria; 
408396 Bacteria_ 


strain QSSC1-22 1 
Fl 


Bacteroidetes; 
408396 Bacteria_ 


ATCC 700755 16S r 


Bacteria; 
408396 Bacteria_ 
strain EX-H1 16S 


Aquificae; Aquifi 
408396 Bacteria_16S 
azorense Az-Ful s 
azorense Az-Ful B 
408396 Bacteria_16S 
strain PYAN-1 16S 
Tenericutes; Moll 


Bactero 


Bactero 


ribosomal RNA, partial sequence 


cales; Hydrogenothermaceae; Persephone 
1241416 1241445 1 30 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
1281747 1281804 8 65 gi 
ribosomal RNA, partial sequence 


icutes; Entomoplasmatales; 


1. 


736380 73789 


lla. 
219878120 


genotherma 
219846087 
1281261 12827 
Entomoplasmataceae; 


7 Entomoplasma 


ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihy 
ref|NR_025677.1 
49 Entomoplasma 


ntomoplasma. 


sequence 


E 


d 


16S 694528 694589 7 68 gi| 265678586 |ref|NR_028891.1| Planctomyces 

in DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 

5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
16S 736882 736939 8 65 gi| 265678556 |ref|NR_028860.1| Entomoplasma lucivorax 


lucivorax Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

16S 744460 744489 1 30 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
bosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

16S 783405 783466 7 68 gi|265678523|ref|NR_028827.1| Shuttleworthia 

PI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 

; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

16S 1105166 1105195 1 30 gi|265678305|ref|NR_028607.1| Bacteroides 

in A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

16S 1124985 1125038 1 54 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 

6S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
avobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

16S 1167204 1167233 1 30 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ibosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

16S 1191406 1191435 1 30 gi|228715750|ref|NR_027538.1| Persephonella marina 
ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Entomoplasma somnilux 


somnilux Bacteria; 


408396 Bacteria_16S 1295486 1295515 1 30 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

408396 Bacteria_16S 1374596 1374625 1 30 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

408396 Bacteria_16S 1383593 1383654 7 68 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

408396 Bacteria_16S 1544132 15441611 30 gi|219857262|ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

408396 Bacteria_16S 1627372 1627401 1 30 gi| 219878458 |ref|NR_025597.1| Flavobacterium 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavobacterium frigoris 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

408396 Bacteria_16S 1712780 1712809 1 30 gi|219878399|ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
408396 Bacteria_16S 1714316 1714345 1 30 gi| 219878398 |ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

408396 Bacteria_16S 1715850 1715879 1 30 gi|219878397|ref|NR_025536.1| Pedobacter piscium 


strain AJ2502 16S 
Bacteroidetes; Sp 


408396 Bacteria_16S 


strain DSM 12145 
Bacteroidetes; Sp 


408396 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 


408396 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


408396 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


408396 Bacteria_16S 


ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1717404 1717433 1 30 


Sphin 


gi 


bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
1785598 1785627 1 30 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Porphyromona 
2011387 2011448 7 68 gi 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 


in 


da 


ne 


1715372 17168 


219878396 


16S ribosomal RNA, partial sequence 1716916 17183 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
1718926 1718955 1 30 gi| 219878395 |ref|NR_025534.1 


1718445 17199 


219878345 


219878188 
2010901 20124 


iace 
ref 


gobacter ae; Pedobact 


NR_025535.1 


gobacteriaceae; Pedobact 
ref|NR_025484.1 
30 1786580 Dysgon 
sgonomonas. 
ref |NR_025327.1 
04 Planctomyces 


ceae; Planctomy 


17851 
ceae; Dy 


tomyceta 


2064458 2064487 1 30 gi 


219878147 


‘ c 
ref 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Dysgonomonas mossii 
omonas mossii Bacteria; 


Planctomyces maris 


maris Bacteria; 


es. 


NR_025286.1 


Cellulophaga baltica 


strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; Flavobact 


eriaceae; Cellulophaga. 


408396 Bacteria_16S 
KMM 3909 16S ribo 


Flavobacteria; Fl 


408396 Bacteria_16S 


omnivorum strain 


omnivorum Bacteri 
408396 Bacteria_16S 
xinjiangense stra 


xinjiangense Bact 


408396 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


408396 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


408396 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


408396 Bacteria_16S 
ain QSSC9-3 16S ribosomal RNA, partial 
Flavobacteria; 


sublithincola str 
sublithincola Bac 


408396 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


408396 Bacteria_16S 


strain T1-X7 16S 


orisratti strain 
orisratti Bacteri 


408396 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


408396 Bacteria_16S 
ain KMM 3524 16S ribosomal RNA, partia 
Flavobacteria; 


holothuriorum str 
holothuriorum Bac 
Salegentibacter. 


408396 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


408396 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


408396 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


408396 Bacteria_16S 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


408396 Bacteria_16S 
n GA195 16S ribosomal RNA, partial seq 
Clostridia; 


ruminantium strai 
ruminantium Bacte 


408396 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


408396 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


408396 Bacteria_16S 
M 9787 16S ribosomal RNA, partial sequ 
Clostridiales; 


ruminis strain DS 
Bacteria; Firmicu 


408396 Bacteria_16S 


strain ATCC 43185 
Bacteroidetes; Ba 


408396 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


2096622 2096651 1 30 gi 


avobacteriales; Flavobacteriaceae; Mes 
2179890 2179919 1 30 gi 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 


219878124 
somal RNA, partial sequence 2096154 2097581 Meson 
on 
219857613 
eq 
ba 


i 


u 


a. 


ence 


cteriale 


ref 
iaa 


Mesonia algae strain 
a; Bacteroidetes; 


NR_025263.1 
lgae Bacteri 


Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 


ref |NR_025202.1 
179421 218088 


s; Flavobacteria 


ND 


2181406 2181435 1 


eria; 


30 


in AS 1.2749 16S ribosomal RNA, partia 


219857612 
1 
av 


gi 


Fl 


sequence 


ref |NR_025201.1 


is} 


Flavobacterium 
2 Flavobacterium 


obacteri 


Bacteroidetes; Flavobacteria; 
2231369 2231398 1 30 gi 
in H2 16S ribosomal RNA, partial seque 
ae; Aquificales; Hydrogenothermaceae; 
2368118 2368179 8 69 gi 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 


ne 


Pe 


219857578 


e 


q 


22309 


rsephone 

219857481 
se 
la 


uence 


smatacea 


180937 218240 
ales; Flavobacte 
ref|NR_025166.1 
13 2232371 Persep 
lla. 
ref|NR_025069.1 

2367647 236907 
e; Mycoplasma. 


riaceae; Flavobacterium. 
Persephonella 
honella guaymasensis 


Mycoplasma 
5 Mycoplasma 


2393896 2393925 1 
cteroidia; Bacteroidales; 
2423020 2423073 1 

teria; Bacteroidetes; 
2433437 2433466 1 
idetes; Flavobacteria; 
2492384 2492444 7 


2495404 2495433 1 


a; Firmicutes; 


2632308 26323371 


avobacteria; 
2691163 2691192 1 
teria; Bacteroidetes; 


2727304 2727333 1 


30 


ribosomal RNA, partial sequence 


Porp 
54 


30 


n A2i 16S ribosomal RNA, partial seque 
Flavobacteriale 


68 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408396 Bacteria_16S 
ATCC 700640 16S ribosomal RNA, partial 
Lactobacillales; 


30 


30 


S ribosomal RNA, partial sequence 
Flavobacteriales; 


30 


30 


gi| 219857464 
2393419 23948 
hyromonadaceae; 

gi| 219857443 
sequence 
la 
219857432 
nce 24329 
S; 
gi| 219857388 
2491905 24933 
oc 
219857386 
sequence 
Streptoc 
gi| 219857237 
2631843 26332 
Flavobacteriaceae 

gi| 219857195 
1 sequence 
lavobacter 


F 
gi 


gi 


F 


gi| 219857169 


Po 


vobacter 


Flavoba 


occineae 


occaceae 


ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 
ref |NR_025031.1 

2422553 242399 
iales; Flavobac 
ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; Fla 
ref|NR_024976.1 


; Intrasporangia 
ref|NR_024974.1 

2494920 249625 
; Streptococcus. 
ref|NR_024865.1 
; FL 
ref |NR_024823.1 

2690706 269211 
iales; Flavobact 


ref |NR_024797.1 


pa 


Vi 


Porphyromonas gulae 
gulae Bacteria; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Flavobacterium 
acterium frigidarium 
obacterium. 
Tetrasphaera japonica 


49 Tetrasphaera japonica Bacteria; 


ceae; Tetrasphaera. 
Streptococcus 
6 Streptococcus 


Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
avobacterium. 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


Persephonella 


rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2737821 2737850 1 30 gi 
n KMM 3674 16S ribosomal RNA, partial 


qu 
en 


se 


e 
Oo 


219857162 


q 


nce 
thermac 


uence 


2726822 272832 
eae; Persephonel 
ref|NR_024790.1 

2737379 273875 


8 Persephonella 
la. 
Arenibacter 

9 Arenibacter 


ria; Bacteroidetes; 
2742216 2742245 1 
idetes; Flavobacteria; 
2817292 28173211 


2921568 2921629 7 
ria; Firmicutes; 
2924600 2924629 1 


bacillales; 
3015549 3015578 1 
cteroidia; Bacteroidales; 
3296838 3296899 7 

tes; Clostridia; 
3392671 3392700 1 


cteroidia; Bacteroidales; 
3409411 3409440 1 


idetes; Bacteroidia; 


408396 Bacteria_16S 


3525390 3525451 7 


Flavobacteria; 


30 


T-82 16S ribosomal RNA, partial sequen 
Flavobacteriale 


30 


68 


Cc 
30 


ribosomal RNA, partial sequence 
Streptococcaceae; 


30 


S ribosomal RNA, partial sequence 


Porp 
68 


30 


16S ribosomal RNA, partial sequence 


Bact 
30 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


68 


Fla 
gi 


vobacteria 
219857159 
ce 27417 
s; Flavoba 
219856912 
1 sequence 
sipelotric 


gi 


219856842 
uence 
lostridiales; Euba 
gi| 219856840 
2924131 29254 
Streptococcus. 
gi| 219846913 
3015068 30165 
hyromonadaceae; Dy 
gi| 219846723 
ence 32963 
spiraceae; 
219846650 
33921 
ae; Bacter 
219846638 
34089 
rphyromona 
219846559 


gi 


Lachno 
gi 


eroidace 
gi 


Po 
gi 


les; Flavobacter 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref |NR_024733.1 

2816799 281828 
hales; Erysipelo 


ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref|NR_024659.1 
69 Streptococcus 


ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 

ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref |NR_026230.1 
32 3410401 Porphy: 
daceae; Porphyro 


iaceae; Arenibacter. 
Flavobacterium 
acterium limicola 
obacterium. 
Coprobacillus 

3 Coprobacillus 
trichaceae; 


Eubacterium 
6 Eubacterium 
cterium. 
Streptococcus peroris 
peroris Bacteria; 


Dysgonomonas gadei 


gadei Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
PLO. 

Bacteroides caccae 
oides caccae Bacteria; 


Porphyromonas catoniae 
romonas catoniae 


monas . 


Clostridium colinum 


ref|NR_026151.1 


strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; 


Clostridiaceae; 


Clostridiu 


mM. 


408396 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; 


strain C8ST5 16S 
Bacteroidetes; 


Bacteroidetes; 


408396 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; 


408396 Bacteria_16S 
acidophilum strai 


Bacteria; Aquific 


408396 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; 


408396 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; 


408396 Bacteria_16S 


strain KMM 6034 1 
Bacteroidetes; 


408396 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


408396 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


408396 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


408396 Bacteria_16S 
6S ribosomal RNA, partial sequence 4092900 40943 


strain KMM 3941 1 
Bacteroidetes; Fl 


408396 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


408396 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


strain SwW49 16S r 
Bacteroidetes; Fl 


408396 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


408396 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


408396 Bacteria_16S 


DSM 18053 16S rib 
Bacteria; Bactero 


408396 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


408396 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


Ba 
408396 Bacteria_16S 
cangingivalis str 
cangingivalis Bac 
408396 Bacteria_16S 


Fl 
408396 Bacteria_16S 
salegens strain D 
salegens Bacteria 
408396 Bacteria_16S 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
hibernum Bacteria 
408396 Bacteria_16S 
strain Q-1 16S ribosomal RNA, partial sequence 


3546986 3547015 1 30 


gi 
cteroidia; Bacteroidales; Porphyromona 
3548519 3548548 1 30 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
3701878 3701907 1 30 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
3814347 3814376 1 30 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3843185 3843214 1 30 gi 


1 


: ac 


Flavob 
gi 


Bacteroidetes; Flavobacteria; 


3862838 3862867 1 30 


: ac 


Flavobact 


gi 


avobacteria; Flavobacteriales; 


4162109 4162138 1 30 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4184944 4185001 8 65 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
4228846 4228875 1 30 gi 
ibosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
277308 277368 8 68 


Flavobact 


gi 


219846545 
6S ribosomal RNA, partial sequence 3546505 35479 
da 
219846544 
sequence 
roidales 
219846435 
3701387 37028 
eriaceae 
219846353 
ue 


te 


ct 


219846333 
eq 


219846320 
3862330 38638 


219846106 
6S ribosomal RNA, partial sequence 4161641 41630 


219846086 
4184459 41859 


219846049 
4228378 42297 


265678875 


ceae; 


nce 
teriales 


uence 
teriales 


eriaceae 


eriaceae 


E 


aceae; 


eriaceae 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

633875 633939 7 71 gi 
Fusobact 


gi 


obacteriales; Fusobacteriaceae; 
1199059 11991111 52 
osomal RNA, partial sequence 

idetes; Sphingobacteria; Sphingobacter 
1357938 1358002 7 71 gi 
rain ATCC 25563 16S ribosomal RNA, par 
Cc 25563 Bacteria; Fusobacteria; Fusob 
1720469 1720533 7 71 gi 


ia 


ti 
ac 


obacteriales; Fusobacteriaceae; Cetobact 


408396 Bacteria_16S 


strain NCIMB 8633 


2172419 2172467 23 71 gi 
16S ribosomal RNA, partial sequence 


276812 27827 


265678628 
6S ribosomal RNA, partial sequence 633402 63487 


228715480 
1198618 12000 


228720055 
219878394 
16S ribosomal RNA, partial sequence 1719990 17214 


219857620 


erium. 


les; Fle 


al seque 
teriales 


erium. 


Po 


ref |NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref |NR_026136.1 
3548038 354952 
; Porphyromonadaceae; Porphyromonas. 
ref|NR_026026.1| Gelidibacter algens 
64 Gelidibacter algens Bacteria; 
; Gelidibacter. 
ref|NR_025944.1 
3813879 381534 
; Flavobacteriac 
ref |NR_025923.1 
3842717 384417 
; Flavobacteriaceae; Flavobacterium. 
ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 


Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Flavobacterium 
7 Flavobacterium 


Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 
3867401 3867430 1 30 gi|219846317|ref|NR_025907.1| Porphyromonas levii 
16S ribosomal RNA, partial sequence 3866893 3868368 Porphyromonas levii Bacteria; 
Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
3956763 3956792 1 30 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
n 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
ae; Aquificales; Aquificaceae; Hydrogenobaculum. 
3981725 3981754 1 30 gi|219846237|ref|NR_025827.1| Bizionia paragorgiae 
6S ribosomal RNA, partial sequence 3981260 3982684 Bizionia paragorgiae Bacteria; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 
3987672 3987701 1 30 gi|219846233|ref|NR_025823.1| Aquimarina muelleri 
6S ribosomal RNA, partial sequence 3987206 3988632 Aquimarina muelleri Bacteria; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aquimarina. 
3989150 3989179 1 30 gi|219846232|ref|NR_025822.1| Gillisia mitskevichiae 
6S ribosomal RNA, partial sequence 3988683 3990112 Gillisia mitskevichiae Bacteria; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gillisia. 
3992133 3992162 1 30 gi|219846230|ref|NR_025820.1| Salegentibacter 
n KMM 6049 16S ribosomal RNA, partial sequence 3991660 3993097 Salegentibacter 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
4014604 4014633 1 30 gi|219846213|ref|NR_025803.1| Winodgradskyella 
KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
4016083 4016112 1 30 gi|219846212|ref|NR_025802.1| Winogradskyella 
in KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
eria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
4093372 4093401 1 30 gi|219846157|ref|NR_025747.1| Arenibacter certesii 


37 Arenibacter certesii Bacteria; 
; Arenibacter. 
ref|NR_025696.1| Algibacter lectus 
67 Algibacter lectus Bacteria; 

; Algibacter. 
ref|NR_025676.1 
49 Entomoplasma 
ntomoplasma. 
ref|NR_025639.1| Aequorivita antarctica 
99 Aequorivita antarctica Bacteria; 

; Aequorivita. 
ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 


Entomoplasma luminosum 
luminosum Bacteria; 


ref |NR_028933.1 
3 Fusobacterium 


Fusobacterium equinum 
equinum Bacteria; 


ref|NR_027533.1| Dyadobacter fermentans 
10 Dyadobacter fermentans DSM 18053 
xibacteraceae; Dyadobacter. 
ref|NR_027588.1| Fusobacterium 

nce 1357540 1358872 Fusobacterium 
; Fusobacteriaceae; Fusobacterium. 
ref|NR_025533.1| Cetobacterium somerae 
59 Cetobacterium somerae Bacteria; 


21719 


ref|NR_025209.1| Cellvibrio vulgaris 
00 2173400 Cellvibrio vulgaris Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 


408396 Bacteria _1 
lagogenitalium st 
lagogenitalium Ba 
408396 Bacteria_1 
strain CH 16S rib 
Tenericutes; Moll 
408396 Bacteria_1 


strain NCFB 3026 
Fusobacteria; 


Bacteria; 


Bacteroidetes; 


Fusobacteria. 


408396 Bacteria_1 
1787 16S ribosoma 
Clost 
408396 Bacteria_16S 


Firmicutes; 


strain SH 106 16S 
Planctomycetes; 


burtonensis strai 


burtonensis Bacte 
408396 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; 


strain ATCC 33779 
Bacteroidetes; 


strain WPH 179 16 
Bacteroidetes; 


strain S-5623 16S 
Firmicutes; 


strain B14 16S ri 
Bacteroidetes; 


gasicomitatum str 


gasicomitatum LMG 
408396 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


408396 Bacteria_16S 


strain WSU 86/104 


Fus 
408396 Bacteria _1 
franzmannii strai 
Bactero 
408396 Bacteria_1 
lampyridicola str 
lampyridicola Bac 
408396 Bacteria _1 
strain ES2772 16S 
Ba 
408396 Bacteria_1 
strain PCL 16S ri 


P 


Ba 
408396 Bacteria_16S 


Ba 
408396 Bacteria_16S 


Ba 
408396 Bacteria_16S 


Lacto 
408396 Bacteria_16S 


Ba 
408396 Bacteria_16S 


6S 2202679 2202739 8 68 gi 


6S 2210233 2210293 8 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 3499651 3499715 7 TL gi 


68 gi 


obacteriales; 
6S 3793079 3793139 1 


Fusobacteriaceae; 
61 gi 
idetes; Flavobacteria; 


6S 4146636 4146696 8 68 gi 
teria; Tenericutes; Mollicutes; 
6S 129346 129369 7 30 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
6S 148985 149008 7 30 


bosomal RNA, partial sequence 


gi 


gi 


6S 184160 184183 7 

1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
216521 216548 5 32 gi 
ribosomal RNA, partial sequence 


30 gi 


263696 263719 7 30 gi 
n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; 
324385 324408 7 30 gi 
cteroidia; Bacteroidales; 
325915 325938 7 30 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
327438 327461 7 30 

S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
472560 472583 7 30 
ribosomal RNA, partial sequence 
bacillales; Weissella. 

729306 729329 7 30 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
856477 856500 7 30 gi 
ain TB1-10 16S ribosomal RNA, partial 
18811 Bacteria; Firmicutes; Lactobaci 
868806 868829 7 30 gi 
"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
973136 973203 1 68 gi 
4 16S ribosomal RNA, complete sequence 


gi 


gi 


gi 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


408396 Bacteria_16S 


serovar 3 str. 
serovar 3 str. 


AT 
AT 


408396 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


408396 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


408396 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


408396 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


408396 Bacteria_16S 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 


1121940 1121999 8 67 gi 
CC 27815 16S ribosomal RNA, partial se 
Cc 27815 Bacteria; Tenericutes; Mollic 
1156637 1156660 7 30 gi 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1206673 1206740 1 68 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1247427 1247494 1 68 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1287979 1288002 7 30 gi 


Weissella. 
1482164 1482187 7 


30 gi 


rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 


n 301 16S ribosomal RNA, partial seque 
Flavobacteriale 


ain PUP-1 16S ribosomal RNA, partial s 
Entomo 


Prevotellace 


Fla 


-72B 16S ribosomal RNA, partial sequen 
Prevotellace 


Prevotellace 


219857597 
equence 
la 

219857592 


2209746 22112 


219846576 


16S ribosomal RNA, partial sequence 3499171 35006 
Cetoba 


cterium. 
219846368 
nce 37926 
S; 
219846116 
equence 


265678976 


128870 13034 
Prevot 


ae; 
265678963 


148511 15001 


265678940 


183663 185179 Clost 


Clostridiu 
265678918 


216053 21755 
lanctomycetacia; Planctomycetales; Pla 
408396 Bacteria_16S 


nctomyceta 
265678884 
sequence 
vobacteria 
265678844 
ce 32386 
ae; Prevot 
265678843 
32539 
ae; Prevot 
265678842 


326926 32843 
Prevotellace 


ae; Prevot 
265678736 


472041 47353 


265678562 


728785 73027 
Prevotellace 


ae; Prevot 
265678474 
sequence 
llales; Le 
265678466 
ial sequen 
obacteriac 
265678395 
97261 


228715451 
quence 
utes; Myco 
228721492 
nce 11561 
bacteriace 
228715354 
12061 
richales; 
219857449 
equence 
hlamydiace 
219846052 


1287447 1289004 Weiss 


219878151 


smatacea 


Flavoba 


plasmatale 


ref 


e; 
ref 


ref 


ref 


cter 
ref 

4 
s; S 
ref 


ref 


ref 
ridi 
m. 
ref 


ceae 


les; 
ref 


ref 


ella 
ref 


ella 
ref 


ref 


ella 
ref 


ucon 
ref 


eae; 
ref 


ref 
Bi 

plas 

ref 


ae; 
ref 


Erys 
ref 


ae; 
ref 
ella 


2202199 22036 


M 


73 Cetobacterium 


06 3794045 Polar 


146134 41476 


9 325347 P 
ella. 


8 326875 P 


855982 857475 


ce 868327 869787 


7 974173 Waddli 


121455 112289 


51 1157635 Strep 


79 1207663 Caten 


1246931 12484 


NR_025185.1 
6 
ycoplasma. 

NR_025180.1 


NR_026168.1 


NR_025959.1 
i 
iaceae; Pola 
NR_025706.1 
4 
piroplasmata 
NR_029284.1 


NR_029271.1 


NR_029248.1 
um nexile DS 


NR_029226.1 


; Blastopire 


6467 
acte 
NR_029149.1 


NR_029148.1 
t 


NR_029147.1 


NR_029041.1 


NR_028866.1 


NR_028777.1 


ostoc. 
NR_028769.1 


Leptotrichi 
NR_028697.1 


NR_027532.1 


mataceae; Ur 
NR_027615.1 
t 
Streptobacil 
NR_027526.1 
i 
ipelotrichac 
NR_025037.1 
5 
Neochlamydia 
NR_025642.1 
soli Bacter 


ref 


Mycoplasma 
9 Mycoplasma 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Cetobacterium ceti 
ceti Bacteria; 


Polaribacter 

bacter franzmannii 

ribacter. 
Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Prevotella dentalis 


1 Prevotella dentalis Bacteria; 
ella. 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Clostridium nexile DSM 
M 1787 Bacteria; 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Psychroserpens 
Psychroserpens 
iaceae; Psychroserpens. 
Prevotella disiens 
ella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Leuconostoc 
Leuconostoc 


Leptotrichia 
Leptotrichia 

a. 

Waddlia chondrophila 

a chondrophila Bacteria; 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 
Streptobacillus 
obacillus moniliformis 
lus. 

Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 

Neochlamydia 
9 Neochlamydia 


Weissella soli strain 
ia; Firmicutes; 


NR_025290.1 
148170 


Fusobacterium 
3 1483108 Fusobacterium 


nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 


Fusobacterium. 


408396 Bacteria_16S 
goodfellowii stra 


1564893 1564916 7 30 


goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; F 
408396 Bacteria_16S 1566426 1566449 7 30 gi| 219846058 
strain LB37 16S ribosomal RNA, partial sequence 1565947 15674 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

408396 Bacteria_16S 1567961 1567984 7 30 gi| 219846057 
strain LB23 16S ribosomal RNA, partial sequence 1567482 15689 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

408396 Bacteria_16S 1782646 1782669 7 30 gi| 219878348 


strain CCUG 41628 


Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Sneath 
408396 Bacteria_16S 2046132 2046155 7 30 gi|219878161 
strain M384 16S ribosomal RNA, partial sequence 2045623 20471 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
408396 Bacteria_16S 2072216 2072239 7 30 gi| 219878142 
strain ATCC 51261 16S ribosomal RNA, partial sequence 20717 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
408396 Bacteria_16S 2176940 2176963 7 30 gi|219857615 
strain IH003 16S ribosomal RNA, partial sequence 2176454 21779 
Firmicutes; Lactobacillales; Leuconostoc. 

408396 Bacteria_16S 2249677 2249700 7 30 gi| 219857566 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 


fructosus Bacteria; 
408396 Bacteria_16S 


Firmicutes; Lactobacillales; 
2251202 2251225 7 30 


ficulneus strain FS-1 16S ribosomal RNA, partial sequence 
Fructobacillus. 


Bacteria; Firmicutes; 
408396 Bacteria_16S 


Lactobacillales; 
2418410 2418433 7 30 
strain DSM5578 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 

408396 Bacteria_16S 2419965 2419988 7 30 
strain IH25 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 


408396 Bacteria_16S 2700113 2700136 7 30 gi| 219857188 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 27010 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
408396 Bacteria_16S 2701656 2701679 7 30 gi| 219857187 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 27026 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
408396 Bacteria_16S 3145102 31451257 30 gi| 219846825 
strain 10371 16S ribosomal RNA, partial sequence 3144616 31460 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevot 
408396 Bacteria_16S 3219614 3219680 1 68 gi|219846774 
platensis strain 3R 16S ribosomal RNA, partial sequence 32191 


Bacteria; Firmicutes; Clostridia; 
408396 Bacteria_16S 3233209 3233276 1 

acanthamoebae strain Bn9 16S ribosomal RNA, 
acanthamoebae Bac 
408396 Bacteria_16S 


68 


3572836 3572859 7 30 
strain B422 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; 
408396 Bacteria_16S 3618476 3618499 7 

periodonticum str 
periodonticum Bacteria; Fusobacteria; 
408396 Bacteria_16S 3619857 3619880 7 
nucleatum subsp. 


30 


30 


Fusobacteriaceae; Fusobacterium. 
408396 Bacteria_16S 3621238 36212617 
nucleatum subsp. 
nucleatum subsp. fusiforme Bacteria; Fusobacteria; 
408396 Bacteria_16S 3700363 3700422 8 67 
strain D6-1 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
408396 Bacteria_16S 
strain FT2-B 16S 
Tenericutes; Moll 
408396 Bacteria_16S 3908992 3909051 8 67 
strain A417 16S ribosomal RNA, partial sequence 


30 


3907469 3907528 8 67 
ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


408396 Bacteria_16S 3910522 3910581 8 67 


in LB57 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 


Fructobacillus. 


Thermoanaerobacterale 
complete sequence 
teria; Chlamydiae; Chlamydiales; Parac 
Prevotellace 


ain EK1-15 16S ribosomal RNA, partial 
Fusobacteriales; 


animalis strain NCTC 12276 16S ribosomal 


Fusobacterium nucleatum subsp. animalis Bacteria; 


fusiforme strain SOR 16S ribosomal RNA, 


icutes; Mycoplasmataceae; Ureaplasma. 


icutes; Mycoplasmataceae; Ureaplasma. 


gi| 219846059 


17821 


219857565 
22507 


gi 


gi| 219857447 
2417916 24194 


gi|219857446 
2419471 24209 


s; Thermod 
gi| 219846765 
hlamydiace 
gi| 219846527 
3572354 35738 
ae; Prevot 
219846493 
sequence 

Fusobacter 
219846492 
RNA, pa 


gi 


gi 


219846491 

partial 

Fusobacteriale 
gi| 219846436 
3699882 37013 


gi 


gi| 219846289 
3906969 39084 


gi| 219846288 
3908492 39099 


Fusobacteria; 


ref |NR_025649.1 

1564412 156589 
usobacteriaceae; 
ref |NR_025648.1 
31 Leptotrichia 


ref|NR_025647.1 
67 Leptotrichia 


ref |NR_025487.1 
75 1783536 Sneath 
ia. 
ref|NR_025300.1 
ella. 
ref|NR_025281.1 


ella. 
ref|NR_025204.1 
ref|NR_025154.1 


2249193 225066 


ref|NR_025153.1 
18 2252192 Fructo 


ref|NR_025035.1 


ref|NR_025034.1 


ref|NR_024816.1 
ella. 
ref|NR_024815.1 


ella. 
ref|NR_026417.1 


ella. 
ref|NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref |NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref|NR_026119.1 


ella. 
ref |NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref|NR_026084.1 
rtial sequence 


ref|NR_026083.1 
sequence 362084 
s; Fusobacteriac 
ref |NR_026027.1 


ref 


NR_025879.1 


ref|NR_025878.1 


gi|219846287 


canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Leptotrichia shahii 


shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Sneathia sanguinegens 
ia sanguinegens 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


Prevotella enoeca 


29 2073175 Prevotella enoeca Bacteria; 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Prevotella salivae 


98 Prevotella salivae Bacteria; 


Prevotella shahii 


38 Prevotella shahii Bacteria; 


Prevotella pallens 


69 Prevotella pallens Bacteria; 


Coprothermobacter 

hermobacter platensis 

oprothermobacter. 
Parachlamydia 

7 Parachlamydia 

a. 

Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


ref|NR_025877.1 
3910020 391149 


Ureaplasma 
9 Ureaplasma 


408396 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


408396 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


408396 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


408396 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


408396 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


408396 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


408396 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


408396 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


408396 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


408396 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


408396 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


408396 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


408396 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


408396 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


4181970 4181993 7 30 gi|219846089|ref|NR_025679.1| Fusobacterium 
n RMA 12708 16S ribosomal RNA, partial sequence 4181497 4182954 Fusobacterium 
ria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
2369600 2369662 8 70 gi|219857480|ref|NR_025068.1| Mycoplasma primatum 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2372620 2372682 8 70 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2389338 2389400 8 70 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3782617 3782679 8 70 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
440457 440478 8 29 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
982126 982147 8 
S ribosomal RNA, 
icutes; 


29 gi 
Entomoplasmatales; 
1278796 1278817 8 29 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
2201159 2201180 8 29 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2366608 2366629 8 29 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2474297 2474318 8 29 gi 
ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
2475792 2475813 8 29 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3686838 3686859 8 29 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688355 3688376 8 29 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3774936 3774957 8 29 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3799139 3799160 8 29 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


qu 
la 


qu 
as 


ue 


408396 Bacteria_16S 4118892 4118913 8 29 gi|219846138|ref|NR_025728.1 
strain YJS 16S ribosomal RNA, partial sequence 4118405 41199 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
408396 Bacteria_16S 4135676 4135697 8 29 gi|219846123|ref|NR_025713.1 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 
408396 Bacteria_16S 4137241 4137262 8 29 gi|219846122|ref|NR_025712.1 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 41382 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
408396 Bacteria_16S 4140373 4140394 8 29 gi|219846120|ref|NR_025710.1 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 414138 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatace 
408396 Bacteria_16S 4141938 4141959 8 29 gi|219846119|ref|NR_025709.1 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 41429 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
408396 Bacteria_16S 4143503 4143524 8 29 gi|219846118|ref|NR_025708.1 


strain TN-1 16S 


2369126 23705 


219857478 
2372144 23736 


219857467 
2388858 23902 


219846375 
ence 37821 
coplasma. 
265678761 
439970 44147 
Entomoplasmataceae; M 
265678389 
complete sequence 981620 98314 
Entomoplasmataceae; 
219846093 
1278319 12798 
Entomoplasmataceae; M 
219857598 
2200688 22021 


2287925 2287946 8 29 gi|219857540|ref|NR_025128.1 
osomal RNA, partial sequence 2287434 22889 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
2365098 2365119 8 29 gi| 219857483 |ref|NR_025071.1 


2364627 23660 


219857482 


ence 
smata 


219857400 


ence 
matac 


219857399 
2475319 24767 


219846446 
3686364 36878 


219846445 
3687881 36893 


219846380 


nce 


smataceae; 
219846363 
3798661 38001 


ribosomal RNA, partial sequence 


ref|NR_025066.1 


ref|NR_025055.1 


ref |NR_025966.1 
35 3783570 Mycopl 
ref|NR_029066.1 


lasma. 
NR_028691.1 


esop 
ref 
Entomoplasma. 

ref|NR_025683.1 


lasma. 
NR_025186.1 


esop 
ref 


ref|NR_025070.1 
2366137 236759 
e; Mycoplasma. 
ref|NR_024988.1 
2473825 247526 
; Mycoplasma. 
ref|NR_024987.1 


cea 


eae 


ref |NR_026037.1 


ref |NR_026036.1 


ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025954.1 


87 Mycoplasma primatum Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Mycoplasma 
asma leopharyngis 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Entomoplasma freundtii 


1 Entomoplasma freundtii Bacteria; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


Spiroplasma litorale 


4143001 4144516 Spiroplasma litorale Bacteria; 


408396 Bacteria_16S 4145069 4145090 8 29 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
408396 Bacteria_16S 4149766 4149787 8 29 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

408396 Bacteria_16S 4151321 4151342 8 29 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

408396 Bacteria_16S 4152749 4152770 8 29 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

408396 Bacteria_16S 4154315 4154336 8 29 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

408396 Bacteria_16S 4155880 4155901 8 29 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

408396 Bacteria_16S 4159012 4159033 8 29 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

408396 Bacteria_16S 4160577 4160598 8 29 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
408396 Bacteria_16S 4163607 4163628 8 29 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

408396 Bacteria_16S 4174288 4174309 8 29 gi|219846097|ref|NR_025687.1| Mesoplasma 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
grammopterae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
408396 Bacteria_16S 4180441 4180462 8 29 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 


strain CHPA-2 16S 
Tenericutes; Moll 
408396 Bacteria_16S 
phaeovibrioides strain 
phaeovibrioides B 
Chlorobium. 
408396 Bacteria_16S 


thiosulfatiphilum strain 6230 16S ribosomal RNA, partia 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chloro 


408396 Bacteria_16S 
vibrioformis stra 
vibrioformis Bacteria; 
408396 Bacteria_16S 


strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 38668 


Bacteroidetes; 
408396 Fungi_16S 
strain IFM 100 
Actinobacteria 
408396 Fungi_16S 
strain IFM 078 
Actinobacteria 
408396 Fungi_16S 
strain IFM 057 
Actinobacteria 
408396 Fungi_16S 
strain IFM 100 
Actinobacteria 
408396 Fungi_16S 
strain YZ-96 1 
Actinobacteria 
408396 Fungi_16S 
strain IFM 024 
Actinobacteria 
408396 Fungi_16S 
strain IFM 100 
Actinobacteria 
408396 Fungi_16S 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 


ribosomal RNA, partial sequence 
icutes; 


acteria; 


in 6030 16S ribosomal RNA, partial seq 


4179947 41814 
Entomoplasmatales; Entomoplasmataceae; M 
74730 74790 8 68 gi| 265679014 
2631 16S ribosomal RNA, partial sequence 
Chlorobi; Chlorobia; Chlorobiales; Chlo 
76105 76165 8 68 265679013 
1 sequence 
biales; Ch 
265678864 
uence 

s; Chlorob 


219846318 


gi 


294004 294064 8 68 


gi 


Chlorobiale 
30 gi 


Chlorobi; Chlorobia; 
3865882 3865905 7 


Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
475 541 2 68 gi|265678352|ref|NR_028654.1 

35 16S ribosomal RNA, partial sequence 1 1514 

; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
1984 2050 2 68 gi|265678351|ref|NR_028653.1 

4 16S ribosomal RNA, partial sequence 1564 3016 

; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
3522 3588 2 68 gi|265678350|ref|NR_028652.1 

5 16S ribosomal RNA, partial sequence 3067 4565 

; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
5082 5148 2 68 gi| 265678349 |ref|NR_028651.1 

84 16S ribosomal RNA, partial sequence 4616 6112 

; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
6638 6704 2 68 gi| 265678348 |ref|NR_028650.1 

6S ribosomal RNA, partial sequence 6163 7670 

; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
8140 8206 2 68 gi| 265678342 |ref|NR_028644.1 

5 16S ribosomal RNA, partial sequence 7721 9123 

; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
9626 9692 2 68 gi|219857197|ref|NR_024825.1 

88 16S ribosomal RNA, partial sequence 9174 10588 

; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
11107 11173 2 68 gi|219857175|ref|NR_024803.1 


robi 


loro 


iace 


42 Porphyromonas 


lasma. 
ref|NR_029322.1 

74295 75601 
aceae; Chlor 
ref|NR_029321.1 

75652 77039 
biaceae; Chl 
ref|NR_029170.1 

293547 295005 
ae; Prosthec 


ref|NR_025908.1 


46 Mesoplasma chauliocola Bacteria; 
esop 


Chlorobium 
Chlorobium 
obium/Pelodictyon group; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Prosthecochloris 
Prosthecochloris 
ochloris. 
Porphyromonas macacae 
macacae Bacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 


12137 


Nocardia 
Nocardia 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 


408396 Archaea_16S 
vulcanius strain 
Archaea; 
408396 Archaea_16S 


indicus strain SL43 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanococci; Methanococcales; 


Archaea; 
408396 Archaea_16S 


34260 34282 7 


28431 28452 8 


35722 35743 8 


29 


29 


29 


gi 


M7 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanococci; Methanococcales; 


gi 


gi 


265678399 


265678557 


265678344 


formicicus strain Mc-S-70 16S ribosomal RNA, partial sequence 


formicicus Archaea; Euryarchaeota; Methanococci; Methanococcales; 


408396 Archaea_16S 


vannielii strain SB 16S ribosomal RNA, partial sequence 


212255 212276 8 


29 


gi 


Archaea; Euryarchaeota; Methanococci; Methanococcales; 


408672 Bacteria_16S 


303871 303792 1 


80 


strain B-3 16S ribosomal RNA, partial sequence 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


408672 Bacteria_16S 


200353 200265 1 


89 


gi 


302503 30397 
elotrichaceae. 


gi 


219846128 


265678858 


265678930 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 


acetylenicus Bacteria; 
Pelobacter. 
408672 Bacteria_16S 
thiophila strain 
Bacteria; 
408672 Bacteria_16S 


acidigallici strain DSM 2377 16S ribosomal RNA, partial 


acidigallici Bacteria; 
Pelobacter. 
408672 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


3161342 31612541 


3521744 3521656 1 
Proteobacteria; 


4107664 4107585 1 


89 


89 


80 


strain PS-1 16S ribosomal RNA, partial sequence 


408672 Bacteria_16S 


98180 98094 1 


87 


Deltaproteobacteria; 


gi 


NZ27 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfur 


gi 


Deltaproteobacteria; 


gi 


4106362 4107818 Acholeplasma 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


gi 


219846815 


219846562 
sequence 


219846148 


265678998 


thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 


thiozymogenes Bacteria; 


Desulfocapsa. 
408672 Bacteria_16S 


Proteobacteria; 


860456 860370 1 


Deltaproteobacteria; 


87 


strain K1 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


408672 Bacteria_16S 


3631326 3631240 1 


87 


strain Dfr2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


408672 Bacteria_16S 


3762431 3762345 1 


87 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


408672 Bacteria_16S 
strain DC333 16S 


408672 Bacteria_16S 


2482631 2482542 1 


2485642 2485565 12 


89 


ribosomal RNA, partial sequence 


89 


strain TB 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


408672 Bacteria_16S 


strain CH20247 16S ribosomal RNA, partial sequence 


408672 Bacteria_16S 
strain Kysw2 16S 


408672 Bacteria_16S 


2488686 2488597 1 


143914 143826 1 


281119 281031 1 


89 


89 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


gi 


265678472 


33808 
Methanocaldococcaceae; 


27994 
Methanocaldococcaceae; 


Methanococcaceae; 


omonadales; 


ref |NR_026407.1 


ref|NR_026154.1 


ref|NR_025738.1 


ref|NR_029306.1 
96815 98277 


ref|NR_028775.1 


ref|NR_028701.1| Methanocaldococcus 
35231 Methanocaldococcus vulcanius 
Methanocaldococcus. 
ref|NR_028861.1| Methanocaldococcus 
29402 Methanocaldococcus indicus 
Methanocaldococcus. 
ref|NR_028646.1| Methanotorris 
35282 36655 Methanotorris 
Methanocaldococcaceae; Methanotorris. 
ref|NR_025718.1] Methanococcus 
211889 213145 Methanococcus vannielii 
Methanococcus. 
ref|NR_029164.1| Clostridium innocuum 
7 Clostridium innocuum Bacteria; 
ref|NR_029238.1] Pelobacter 
198985 200521 Pelobacter 


Desulfuromonadales; Pelobacteraceae; 


Desulfuromonas 


3159980 3161460 Desulfuromonas thiophila 
Desulfuromonadaceae; 


Desulfuromonas. 
Pelobacter 


3520389 3521882 Pelobacter 
Desulfuromonadales; Pelobacteraceae; 


Acholeplasma pleciae 
pleciae Bacteria; 


Desulfocapsa 
Desulfocapsa 


Desulfobacterales; Desulfobulbaceae; 


Geobacter thiogenes 


859076 860596 Geobacter thiogenes Bacteria; 


gi 


3629961 3631435 Geobacter pel 
Geobacteraceae; 


gi 


219846485 


219846391 


Geobacteraceae; 


ref|NR_026077.1 


ref |NR_025982.1 


Geobacter. 


Geobacter pelophilus 
ophilus Bacteria; 


Geobacter. 


Geobacter chapelleii 


3761076 3762547 Geobacter chapelleii Bacteria; 


gi 


219857395 


Geobacteraceae; 


ref|NR_024983.1 


Geobacter. 


Mycoplasma faucium 


2481316 2482774 Mycoplasma faucium Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi 


219857393 


2484337 24857 


gi 


219857391 


2487368 24888 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi 


265678967 


142594 14403 


265678873 


sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 


sulfurreducens Bacteria; 


Geobacter. 
408672 Bacteria_16S 


Proteobacteria; 


642428 642340 1 


89 gi 
Deltaproteobac 
88 gi 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial 


lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Nesterenkonia. 


408672 Bacteria_16S 
strain DSM 20541 


408672 Bacteria_16S 


3458064 3457976 1 


3632851 3632763 1 


88 


89 


strain Dfrl 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


408672 Bacteria_16S 


3886805 3886717 1 


89 


gi 


gi 


teria; 


265678623 
sequence 


219846605 


16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846484 


3631486 36329 


gi 


219846305 


metallireducens strain GS-15 16S ribosomal RNA, partial sequence 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


Geobacter. 


; Desulfuromonadaceae; 


ococcineae; 


; Geobacteraceae; 


ref|NR_024981.1 
98 Mycoplasma su 


ref |NR_024979.1 
30 Mycoplasma bu 


ref|NR_029275.1 
1 Desulfuromusa 
ref|NR_029179.1 


ref|NR_028928.1 


ref|NR_026197.1 
69 Nesterenkonia 


ref |NR_026076.1 
60 Geobacter bre 


ref|NR_025895.1 


279814 281221 
Desulfuromonadales; 


641107 642573 
Actinomycetales; 


Micrococcaceae; 


Mycoplasma subdolum 
bdolum Bacteria; 


Mycoplasma buccale 
ccale Bacteria; 


Desulfuromusa kysingii 
kysingii Bacteria; 


Desulfuromusa. 


Geobacter 
Geobacter 
Geobacteraceae; 


Nesterenkonia 
Nesterenkonia 


Micrococcineae; 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Geobacter bremensis 
mensis Bacteria; 


Geobacter. 


Geobacter 


3885428 3886973 Geobacter 


408672 Bacteria_16S 


satelles strain V 
satelles Bacteria 


408672 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


408672 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


408672 Bacteria_16S 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


408672 Bacteria_16S 


strain CF-25 16S 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 


strain DSM 20550 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 


strain DSM 20133 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 


strain YIM 70081 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


408672 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


408672 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


408672 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


408672 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


408672 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


408672 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


408672 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


408672 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


408672 Bacteria_16S 


amnigena strain A 
Bacteria; Proteob 


408672 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


408672 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


408672 Bacteria_16S 


DSM 14365 16S rib 
Bacteria; Proteob 


784264 784185 1 80 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
869662 869575 1 87 gi 

"WeeTee' 1999 16S ribosomal RNA, part 
ia; Fusobacteria; Fusobacteriales; Fus 
1568817 1568730 1 87 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 
1800044 1799966 11 89 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


, 


1958395 1958317 11 
ribosomal RNA, partial 


89 
sequence 
omycetales; Micr 
3456524 3456446 11 89 gi 
16S ribosomal RNA, par 


gi 


omycetales; Micr 
3470205 3470127 11 89 gi 
16S ribosomal RNA, par 
omycetales; Micr 
359994 359917 11 88 gi 
16S ribosomal RNA, par 
omycetales; Micr 
361540 361463 11 88 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


427373 427296 11 
ain YIM70097 16S ribos 
teria; Actinobacteria; 
esterenkonia. 

430460 430383 11 88 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


88 gi 
omal RNA, partia 
Actinobacterida 


1269331 1269250 8 89 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2371945 2371868 12 89 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2478128 2478051 12 89 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484130 2484053 12 89 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3692216 3692139 12 89 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3787891 3787814 12 89 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

122735 122647 1 89 gi 
SRB1 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Syntroph 
142422 142342 9 89 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


gi 


969321 969233 1 89 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 

1210569 1210481 1 
osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 


, 


89 gi 


408672 Bacteria_16S 


1556884 1556796 1 89 gi 


265678523 
sequence 
s; Lachnos 
265678466 
ial sequen 
obacteriac 
219846057 


1567482 15689 


richia. 
219878336 

quence 

Actinomyc 


219878223 


1957067 19585 


ococcineae 
219846606 


tial sequence 3455187 34566 


ococcineae 
219846596 


tial sequence 3468874 34703 


ococcineae 
265678815 


tial sequence 358665 36015 


ococcineae 
265678814 
sequence 

Actinomyc 


265678770 
1 sequence 


265678768 
sequence 
; Actinomy 


219846421 
equence 
teria; Des 


219857479 


2370638 23720 


219857398 


2476824 24782 


219857394 


2482825 24842 


219846443 


3690909 36923 


219846372 


3786577 37880 


265678981 
ce 12137 
obacterale 
265678968 
equence 

eria; Desu 


265678398 
equence 


ae; Actino 


228715350 


1209193 12106 


ales; Nann 
219846194 


paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 


ref 


pira 
ref 


eae; 
ref 
ref 

etal 
ref 


7 Mi 
ref 


7 Mi 
ref 


7 Mi 
ref 


7 Mi 
ref 


etal 


ref 


ref 
ceta 

ref 
ulfu 


ref 


ref 


ref 


ref 


ref 


ref 


s; S 
ref 


lfur 
ref 

myce 

ref 


ocys 


782926 78438 


ce 868327 86978 


67 Leptotrichia 


1798724 18001 


65 Arthrobacter 


68 Arthrobacter 


4 Nesterenkonia 


360205 36166 


426041 42753 


e; Actinomycet 


429128 43061 


1267974 12694 


3 122854 Desul 


141109 14254 


967981 96947 


NR_028827.1 
1 
ceae; Shuttl 
NR_028769.1 
7 
Leptotrichi 
NR_025647.1 


NR_025475.1 
6 
Cc 


es; Microco 


NR_025362.1 


crococcaceae 
NR_026198.1 


crococcaceae 
NR_026188.1 


crococcaceae 
NR_029120.1 


crococcaceae 
NR_029119.1 
5 
es; Micrococ 
NR_029075.1 
5 
ales; Microc 
NR_029073.1 
0 
les; Microco 
NR_026012.1 
7 


romonadales; 


NR_025067.1 


NR_024986.1 


NR_024982.1 


NR_026034.1 


NR_025963.1 


NR_029289.1 
£ 
yntrophobact 
NR_029276.1 
3 
omonadales; 


NR_028700.1 
7 
Pp 


tales; Stre 


NR_027522.1 


tineae; Hali 


ref 


Shuttleworthia 
Shuttleworthia 
eworthia. 
Leptotrichia 
Leptotrichia 
a. 
Leptotrichia hofstadii 


hofstadii Bacteria; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Arthrobacter luteolus 


luteolus Bacteria; 


v 


Arthrobacter. 
Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 


Arthrobacter citreus 


48 Arthrobacter citreus Bacteria; 


; Arthrobacter. 
Nesterenkonia lutea 
lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 


cineae; Micrococcaceae; 


’ 


Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Desulfuromonas 
5 Desulfuromonas 


Desulfuromonadaceae; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Kitasatospora 
Kitasatospora 


tomycineae; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 


NR_025784.1 


Kitasatospora 


1555586 1557031 Kitasatospora 


paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


408672 Bacteria_16S 


cineracea strain 


cineracea Bacteri 
Streptomycetaceae 
408672 Bacteria_16S 
strain GraMall 16 
D 
408672 Bacteria_16S 
australicum strai 
australicum Bacte 
408672 Bacteria_16S 
palmitatis strain 
Proteob 
408672 Bacteria_16S 
strain LF13 16S r 


Proteobacteria; 


Bacteria; 


Caldithrix. 


408672 Bacteria_16S 
strain 111-35 16S 
Clost 
408672 Bacteria_16S 


Firmicutes; 


strain W1219 16S 


Firmicutes; Erysi 
408672 Bacteria_16S 
algidixylanolytic 
algidixylanolytic 
408672 Bacteria_16S 


strain FC 097-2 1 


Tenericutes; Moll 
408672 Bacteria_16S 
strain PC18 16S r 
Clost 
408672 Bacteria_16S 
strain CH 16S rib 
Tenericutes; Moll 
408672 Bacteria_16S 
strain PG15 16S r 


Firmicutes; 


Tenericutes; Moll 


408672 Bacteria_16S 
leopharyngis stra 


Bacteria; Teneric 


408672 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


strain DSB MGU 15 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


408672 Bacteria_16S 


subsp. nitratus s 
cerinus subsp. ni 
Microbacteriaceae 


408672 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


408672 Bacteria_16S 


strain TH-3 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
408672 Bacteria_16S 


VKM Ac-1800 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales 
408672 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


2843894 2843806 1 
SK-3255 16S ribosomal RNA, 


89 gi 


; Kitasatospora. 


3052767 3052687 9 
S ribosomal RNA, 
eltaproteobacteria; 


89 gi 


3264230 3264143 1 89 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
3774289 3774209 9 89 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
583231 583144 1 88 gi 
ibosomal RNA, partial sequence 


707124 707045 1 80 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
863509 863430 1 80 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
932239 932160 1 80 gi 


gi 


um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
986115 986036 1 80 gi 


6S ribosomal RNA, 


1518975 1518896 1 80 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
2211078 2210999 1 79 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2373454 2373387 12 79 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3783451 3783384 12 79 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3792406 3792335 9 80 gi 
bosomal RNA, partial sequence 


gi 


349729 349651 11 
-6 16S ribosomal RNA, 


89 gi 
partial sequence 
omycetales; Micr 
378035 377957 11 89 gi 
complete sequence 
Actinomycetales; Micrococcineae; Micr 
402576 402498 11 89 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 
648647 648569 11 


’ 


89 gi 


ibosomal RNA, partial sequence 
Phyll 
756598 756520 11 89 gi 
ibosomal RNA, partial sequence 


+ Micr 


768746 768668 1 gi 


osomal RNA, partial sequence 


79 


Hypho: 


408672 Bacteria_16S 


strain VKM Ac-179 


Rathayibacter. 


complete se 
a; Actinobacteria; Actinobacteridae; Act 


219856895 
quence 


219846887 


complete sequence 3051418 30529 
Desulfuromonadales; 


v 

219846745 
al 
ia; 


219846382 


265678664 


581868 58337 


265678578 


705889 70720 


Dorea. 
265678470 


862181 86365 
elotrichac 


265678424 


265678387 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


219857618 


1517647 15191 


H 
219857592 


2209746 22112 


219857478 


2372144 23736 


219846375 
ence 37821 
coplasma. 

219846369 


3791066 37925 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
408672 Bacteria_16S 


265678825 
34841 


265678803 


376697 378215 Agromyces 


obacteriac 
265678787 


obacterida 


265678619 


somal RNA, partial sequence 647310 648789 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae 
716226 716148 1 79 gi| 265678571 


714920 71638 
obacteriac 


265678542 


755262 75674 
ococcineae 


265678534 


767437 76891 
microbiace 


886043 885965 11 89 gi 
9 16S ribosomal RNA, partial sequence 


inomycet 


Pelobact 


sequenc 
Rhizob 


ence 37729 
omonadales 


tial seque 


lostridial 


ococcineae; 


artial seq 


ref|NR_024714.1 
2842551 284406 
ales; Streptomy 


, 


ref|NR_026479.1 
eraceae; Malono 
ref|NR_026337.1 
e@ 3262929 326438 
iales; Hyphomic 
ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromona 
ref|NR_028969.1 


ref|NR_028883.1 


ref |NR_028773.1 
Bulleidia. 
NR_028726.1 
930884 
es; Clostridiace 
ref|NR_028689.1 
5 Acholeplasma 
eplasma. 
NR_025207.1 


eae; 
ref 
nce 


ref 


ref |NR_025180.1 


ref|NR_025066.1 


ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025960.1 
55 Acholeplasma 
eplasma. 

ref |NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref|NR_029108.1 
ulmi Bacter 
Agromyces. 
ref |NR_029092.1 
uence 401266 
e; Actinomycetal 


eae; 


ref 
ia p 
7 Ko 
ref 


NR_028924.1 
olaris Bacte 
curia. 
NR_028876.1 


Aminobacte 
NR_028846.1 


eae; 
ref 


7 Mi 
ref 


crobacteriac 
NR_028838.1 


ae; Devosia. 


265678454 


Cc 


r 


d 


Streptomycineae; 


Kitasatospora 
5 Kitasatospora 
ineae; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
monas. 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 
Acholeplasma vituli 


vituli Bacteria; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 
espellia. 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma 
asma leopharyngis 


Acholeplasma oculi 


oculi Bacteria; 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Agromyces ulmi strain 
ia; Actinobacteria; 


Agromyces cerinus 
402730 Agromyces 


es; Micrococcineae; 


Kocuria polaris strain 
ria; Actinobacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 
ca 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


ref|NR_028756.1 


Rathayibacter caricis 


884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


408672 Bacteria_16S 
strain VKM Ac-180 


408672 Bacteria_16S 
VKM Ac-1401 16S r 


408672 Bacteria_16S 
strain PSv29 16S 
Proteobacteria; 

408672 Bacteria_16S 


887579 887501 11 


912139 912061 11 


926177 926091 1 


1102924 1102846 11 


89 


89 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


87 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


89 


strain 14 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408672 Bacteria_16S 


CMS 81 16S ribosomal RNA, 


Actinobacteridae; 
408672 Bacteria_16S 


1137805 1137727 11 


1239234 1239156 1 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


89 


79 


gi 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


910794 91228 
ococcineae; 


gi 


gi 


265678453 


265678437 


265678428 


924822 92631 
Desulfobacteraceae; 


265678308 


1101592 11031 


gi 


gi 


niigataensis strain DSM7050 16S ribosomal RNA, partial 


niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; 


408672 Bacteria_16S 


1240750 1240672 1 


79 


gi 


253680765 


1136447 1137959 Leifsonia 
obacteriaceae; 


219878163 
sequence 


219878162 


aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 


aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; 


408672 Bacteria_16S 
cynodontis JCM 97 


1402425 1402347 11 


89 


gi 


33 16S ribosomal RNA, partial sequence 


cynodontis Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 
408672 Bacteria_16S 


lusatiensis strain S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 
408672 Bacteria_16S 
americanum strain 


Sinorhizobium/Ens 
408672 Bacteria_16S 
flaccumfaciens pv. 


Actinomycetales; 
408672 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
408672 Bacteria_16S 
strain P 229/10 1 


408672 Bacteria_16S 
strain YIM 21741 


408672 Bacteria_16S 


strain K265 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


408672 Bacteria_16S 


strain K300 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


408672 Bacteria_16S 
strain IFO 16238 


408672 Bacteria_16S 
strain IFO 16235 


408672 Bacteria_16S 


ifer group; 


flaccumfaciens strai 
Curtobacterium flaccumfaciens pv. 
Micrococcineae; Microb 


420/07 16S ribosomal 


Actinobacteria; Acti 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


Leifsonia. 


1570307 1570229 1 


1580913 1580835 1 


1812354 1812276 11 


1821563 1821485 11 


1823089 1823011 11 


2229207 2229129 11 


2361316 2361238 11 


2362835 2362757 11 


2839295 2839217 11 


2840855 2840777 11 


2995021 2994943 1 


79 


79 


89 


gi 


gi 


CFNEI 156 16S ribosomal RNA, partial 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; 
Sinorhizobium. 


gi 


228715351 
14011 


219878173 
15690 
219878491 


sequence 


219878328 


n LMG 3645 16S ribosomal RNA, 


88624 
ococcineae; 


ococcineae; 


Rhizobiales; 


Rhizobiale 


Actinomycetale 


Phyllobacteriaceae; 


Rhizobiales; 


ref|NR_028755.1 
7 887732 Agreia 
Microbacteriac 
ref |NR_028739.1 
Microbacteriac 
ref |NR_028730.1 
Desul 
ref|NR_028610.1 
Microbacteriac 
NR_028013.1 
aurea Bacte 
Leifsonia. 
ref |NR_025302.1 
1237929 123939 
Phylloba 
ref |NR_025301.1 

1239445 124091 
s; Phyllobac 
ref|NR_027523.1 
11 1402554 Leifso 
s; Micrococc 


ref 


ref |NR_025312.1 
18 1570426 Deflu 


ref|NR_025251.1 

1579624 158106 
Rhizobiace 
ref|NR_025467.1 
partial sequ 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Leifsonia aurea strain 
ria; Actinobacteria; 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Defluvibacter 
ibacter lusatiensis 


Vv 
Defluvibacter. 


Sinorhizobium 
0 Sinorhizobium 
ae; 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


acteriaceae; 


89 


89 


89 


89 


sequence 
omycetales; 


89 


sequence 
omycetales; 


89 


89 


79 


gi 


gi 


gi 


gi 


Curtobacterium. 


219878322 


RNA, partial sequence 
nobacteridae; Actinomyceta 


219878321 


ial sequence 1821775 18232 
omycetales; Micrococcineae; 


219857580 


tial sequence 2227890 22293 
omycetales; Micrococcineae; 


219857487 


2360002 23614 


gi 


219857486 


2361525 23629 


gi 


oi 


gi 


219856898 


tial sequence 2837959 28394 
omycetales; Micrococcineae; 


219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846927 


larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 


larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhizobium/Agrobacterium group; Agrobacterium. 


408672 Bacteria_16S 
strain TAGA27 16S 


408672 Bacteria_16S 
strain DSM 11603 


408672 Bacteria_16S 


aeronauticum strain DSM 10349 16S ribosomal RNA, partia 
Clostridia; 


aeronauticum Bacteria; 
408672 Bacteria_16S 


crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 


3094871 3094793 11 


3106913 3106835 1 


3247790 3247704 1 


Firmicutes; 
3468679 3468601 11 


89 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


79 


87 


89 


gi 


gi 


gi 


Clostridia 


gi 


219846859 


3093562 30950 


219846851 


16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


obacteriac 
219846756 
1 sequence 
les; 
219846597 


Rhizobiale 


Peptococcaceae; 


ref|NR_025461.1 

1820242 182172 
les; Micrococcin 
ref |NR_025460.1 


Microbacteriac 
NR_025168.1 


ref 


Microbacteriac 
ref|NR_025075.1 
Microbacteriac 
ref|NR_025074.1 
Microbacteriac 
ref|NR_024717.1 
Microbacteriac 
ref|NR_024716.1 
Microbacteriac 
ref|NR_026519.1 

2993732 299516 
s; Rhizobiac 
ref|NR_026451.1 
Micrococcaceae 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026348.1 

3246473 324794 
Des 


Curtobacterium 
4 Curtobacterium 
eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 
Micrococcineae; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 
Micrococcineae; 


eae; Subtercola. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Agrobacterium 
8 Agrobacterium 
eae; 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 
Aquamicrobium defluvii 
defluvii Bacteria; 

um. 

Desulfotomaculum 

8 Desulfotomaculum 

ulfotomaculum. 


ref|NR_026189.1 


346735 


Arthrobacter 
2 3468823 Arthrobacter 


crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


408672 Bacteria_16S 
strain DSM 43045 


408672 Bacteria_16S 


strain DSM 7485 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


408672 Bacteria_16S 


strain DSM 7486 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


408672 Bacteria_16S 
strain DSM 20542 


408672 Bacteria_16S 
strain DSM 20528 


408672 Bacteria_16S 
capsulatus strain 
Bacteria; 
408672 Bacteria_16S 


strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 


Sinorhizobium. 
408672 Bacteria_16S 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


3504942 3504864 11 


3514076 3513998 11 


3515600 3515522 11 


3517119 3517041 11 


3518641 3518563 11 


3578186 3578108 1 


216 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


3604285 3604207 1 


3657186 3657108 1 


89 


89 


89 


89 


89 


79 


complete sequence 


79 


79 


strain H152 16S ribosomal RNA, partial sequence 


408672 Bacteria_16S 


michiganensis subspecies tessellarius strain 78181 16S 


3769746 3769668 11 


89 


gi|219846573 


tial sequence 3503623 35051 
omycetales; Micrococcineae; 


gi|219846567 


partial sequence 3512760 3514233 Rathayibacter 


gi|219846566 


partial sequence 3514284 3515754 Rathayibacter 


gi| 219846565 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 


gi|219846564 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219846524 


gi|219846504 


gi|219846467 


3655877 36573 


219846385 
ribosomal 


gi 


3576905 3578325 Blasto 
Bradyrhizobiaceae; 


ref|NR_026165.1 
Microbacteriac 
ref|NR_026159.1 
Microbacteriac 
ref|NR_026158.1 


Microbacteriac 


ref|NR_026157.1 


ref|NR_026156.1 


Microbacteriac 
ref|NR_026116.1 


Bl 


ref|NR_026096.1 


ref|NR_026059.1 


ref 
RNA, 


NR_025976.1 
partial seq 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 

Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 

Blastobacter 

bacter capsulatus 

astobacter. 
Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 


terium group; Rhizobium. 
Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
408672 Bacteria_16S 


4024542 4024464 11 


Micrococcineae; Microbacteriaceae; 


89 


strain 20-5 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408672 Bacteria_16S 
strain CA15-8 16S 


408672 Bacteria_16S 
elongatus strain 
Bacteria; 
408672 Bacteria_16S 


4200879 4200801 11 
99690 99609 1 


320472 320403 11 


89 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


82 


FP 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfob 


80 


strain J233 16S ribosomal RNA, partial sequence 


408672 Bacteria_16S 


854205 854128 1 


78 


Micr 


Clavibacter. 


gi| 219846207 


4023267 40246 
Micrococcineae; 


gi|219846075 


4199561 4201031 Arthrobacter 
ococcineae; 


gi| 265678997 


gi|265678847 


319228 32064 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


gi| 265678477 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 


conservatrix Bacteria; 
Desulforegula. 
408672 Bacteria_16S 
strain LSv21 16S 


408672 Bacteria_16S 
oceanense strain 
Bacteria; 
408672 Bacteria_16S 


strain MK405 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


408672 Bacteria_16S 


strain MMP-4 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


408672 Bacteria_16S 


Proteobacteria; 


923064 922987 1 


924635 924558 1 


2201991 2201914 12 


2212566 2212489 12 


2269091 2269014 1 


Deltaproteobacteria; 


78 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


78 


ASv26 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfob 


89 


89 


78 


strain Pl 16S ribosomal RNA, partial sequence 


408672 Bacteria_16S 


2279764 2279675 1 


89 


strain 105 16S ribosomal RNA, partial sequence 


408672 Bacteria_16S 
strain HRC292 16S 


408672 Bacteria_16S 


2370434 2370357 12 


2479612 2479523 1 


89 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


89 


strain 383 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi| 265678430 


921679 92319 


gi|265678429 


gi|219857598 


2200688 22021 


gi|219857591 


2211275 22127 


gi|219857554 


2267708 22692 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


gi| 219857547 


2278443 22799 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi|219857480 


2369126 23705 


219857397 


gi 


98328 
acterales; 


Desulfobacterales; De 


Desulfobacteraceae; 


92324 
acterales; 


ref|NR_025797.1 
Microbacteriac 
ref|NR_025665.1 


Micrococcaceae 
ref |NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref |NR_029152.1 
0 Acholeplasma 


ref |NR_028780.1 
852834 854357 


ref |NR_028732.1 
8 Desulfofrigus 
Desul 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_025186.1 


ref|NR_025179.1 


ref|NR_025142.1 


Desul 
NR_025135.1 


ref 


ref|NR_025068.1 


ref 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 

Acholeplasma palmae 


palmae Bacteria; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


NR_024985.1 


Mycoplasma cloacale 


2478295 2479747 Mycoplasma cloacale Bacteria; 


408672 Bacteria_ 


strain H/T1 16S r 
Tenericutes; Moll 


408672 Bacteria_ 


strain PG13 16S r 
Tenericutes; Moll 


16S 2481121 2481032 1 89 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2487173 2487084 1 89 gi 
ibosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


gi 


219857396 
2479798 24812 


219857392 
2485849 24873 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


408672 Bacteria_16S 2490199 2490110 1 89 gi|219857390|ref|NR_024978.1| Mycoplasma equirhinis 
strain M432/72 16S ribosomal RNA, partial sequence 2488881 2490343 Mycoplasma equirhinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

408672 Bacteria_16S 2491710 2491621 1 89 gi|219857389|ref|NR_024977.1| Mycoplasma anseris 
strain 1219 16S ribosomal RNA, partial sequence 2490394 2491854 Mycoplasma anseris Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

408672 Bacteria_16S 3772815 3772736 8 87 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

408672 Bacteria_16S 4166016 4165939 1 78 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

408672 Bacteria_16S 16321 16233 1 89 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

408672 Bacteria_16S 54479 54391 1 89 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
408672 Bacteria_16S 299311 299251 20 80 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
408672 Bacteria_16S 374946 374858 1 89 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

408672 Bacteria_16S 405649 405573 11 87 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

408672 Bacteria_16S 436687 436599 1 89 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

408672 Bacteria_16S 793438 793350 1 89 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

408672 Bacteria_16S 890605 890529 11 87 gi| 265678451 |ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

408672 Bacteria_16S 1157483 1157415 11 79 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

408672 Bacteria_16S 1535681 1535605 11 87 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

408672 Bacteria_16S 1558378 1558290 1 89 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

408672 Bacteria_16S 1559872 1559784 1 89 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

408672 Bacteria_16S 1565738 1565674 11 75 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

408672 Bacteria_16S 1868784 1868697 1 89 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 
Chelatococcus. 

408672 Bacteria_16S 1953953 1953877 11 87 gi|219878226|ref|NR_025365.1| Corynebacterium 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 


1952641 1954047 Corynebacterium 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 
408672 Bacteria_16S 
variabile strain 


Corynebacteriaceae; Corynebacterium. 
408672 Bacteria_16S 
strain 462/2 16S 
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Actinomadura. 
408672 Bacteria_16S 
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Corynebacterium. 


408672 Bacteria_16S 3156720 3156632 1 


kuznetsovii strain DSM 6115 16S ribosomal RNA, partial 
Firmicutes; 
3255180 3255104 11 
16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


kuznetsovii DSM 6115 Bacteria; 
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408672 Bacteria_16S 3490000 3489920 9 
strain DSM 7345 1 
Proteobacteria; 
408672 Bacteria_16S 
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paracochleata strain M-13 16S ribosomal RNA, partial sequence 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
408672 Bacteria_16S 3643527 3643439 1 


mediocidica strain IFO 14789 16S ribosomal RNA, partial 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
408672 Bacteria_16S 3645059 3644971 1 


strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


408672 Bacteria_16S 3725317 3725241 11 


verrucosospora strain A-184 16S ribosomal RNA, partial 


verrucosospora Bacteria; Actinobacteria 
Thermomonosporaceae; Actinomadura. 
408672 Bacteria_16S 3726778 3726702 11 
rugatobispora strain IFO 14382 16S ribo 
rugatobispora Bacteria; Actinobacteria; 
Thermomonosporaceae; Actinomadura. 

408672 Bacteria_16S 3728230 3728154 11 
strain FD 25934 16S ribosomal RNA, part 
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Actinomadura. 
3751736 3751668 12 
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thermocisternum Bacteria; 
408672 Bacteria_16S 
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4231267 4231179 1 


thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 


2031507 2031431 11 
DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Act 


2208037 2207969 12 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2311400 2311324 11 
strain A290 16S ribosomal RNA, partial sequence 
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3148958 3148882 11 
51 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


6S ribosomal RNA, partial sequence 3488653 34901 
Deltaproteobacteria; Desulfuromonadales; 


v 


somal RNA, partial 
Actinobacteridae; 


ial sequence 3726957 372 
Actinobacteria; Actinobacteridae; Actinomycetales; 


strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 3731323 373 
Actinobacteria; Actinobacteridae; Actinomycetales; 


asmataceae 
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sequence 
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87 gi|219878175 


80 gi| 219857594 


2206719 22081 
87 gi|219857522 
2310109 23115 


87 219846823 


31476 


gi 
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ref|NR_025110.1 
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ref|NR_026415.1| Corynebacterium 
42 3149116 Corynebacterium falsenii 
Corynebacteriaceae; 


89 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
sequence 3155325 3156901 Desulfotomaculum 
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27 

Streptosporang 

87 gi|219846412 
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80 gi| 219846398 
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Actinomycetales; 


Peptococcaceae; 


21 Actinomadura madurae Bacteria; 


Thermomonosporaceae; 


ref|NR_026301.1| Spirochaeta alkalica 
87 Spirochaeta alkalica Bacteria; 
ref|NR_026175.1| Desulfuromusa bakii 
25 Desulfuromusa bakii Bacteria; 
omonadaceae; Desulfuromusa. 
ref|NR_026070.1| Kitasatospora 
3640656 3642130 Kitasatospora 
Streptomycineae; 


ref|NR_026069.1| Kitasatospora 
3642181 3643662 Kitasatospora 
etales; Streptomycineae; 
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93 Kitasatospora azatica Bacteria; 
e; Streptomycetaceae; Kitasatospora. 
ref|NR_026009.1| Actinomadura 
3724040 3725450 Actinomadura 
mycetales; Streptosporangineae; 
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ref 


NR_025638.1| Desulfotomaculum 


4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
408672 Bacteria_16S 55907 55828 1 80 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 
408672 Bacteria_16S 76956 76877 1 80 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 


408672 Bacteria_16S 689271 689192 1 80 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 
408672 Bacteria_16S 907515 907436 1 80 gi|265678440|ref|NR_028742.1| Desulforhopalus 


singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 
408672 Bacteria_16S 927731 927652 1 80 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 
408672 Bacteria_16S 981427 981360 13 80 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
barnesii strain SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 


408672 Bacteria_16S 1567282 1567195 1 87 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

408672 Bacteria_16S 1632768 1632689 1 80 gi|219878455|ref|NR_025594.1| Erysipelothrix 


inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 


408672 Bacteria_16S 2198982 2198915 12 79 gi|219857600|ref|NR_025188.1| Mycoplasma oxoniensis 
strain 128 16S ribosomal RNA, partial sequence 2197691 2199139 Mycoplasma oxoniensis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

408672 Bacteria_16S 2203513 2203446 12 79 gi|219857597|ref|NR_025185.1| Mycoplasma 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 2202199 2203669 Mycoplasma 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

408672 Bacteria_16S 2214066 2213999 12 TS gi|219857590|ref|NR_025178.1| Mycoplasma citelli 
strain RG-2C 16S ribosomal RNA, partial sequence 2212774 2214223 Mycoplasma citelli Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

408672 Bacteria_16S 2236857 2236782 1 76 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

408672 Bacteria_16S 2250537 2250458 1 80 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

408672 Bacteria_16S 2252062 2251983 1 80 gi|219857565|ref|NR_025153.1| Fructobacillus 


ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 
408672 Bacteria_16S 2599442 2599356 1 87 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 
strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 

Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 


408672 Bacteria_16S 3007300 3007222 11 89 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
408672 Bacteria_16S 3136914 3136835 1 80 gi|219846831|ref|NR_026423.1| Desulfocapsa 


w 


sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 
408672 Bacteria_16S 3200950 3200863 1 87 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
408672 Bacteria_16S 3202390 3202303 1 87 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
408672 Bacteria_16S 3243235 32431601 76 gi|219846759|ref|NR_026351.1| Desulfovibrio 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
408672 Bacteria_16S 3244795 3244720 1 76 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 


408672 Bacteria_16S 4095766 4095688 1 79 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

408672 Bacteria_16S 33230 33152 11 89 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

408672 Bacteria_16S 40554 40476 1 79 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408672 Bacteria_16S 78452 78374 1 79 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

408672 Bacteria_16S 159181 159103 11 89 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

408672 Bacteria_16S 189685 189607 1 79 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 267527 267465 9 FL gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 
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strain R 16089 16 
Firmicutes; 


strain R 16086 16 


Firmicutes; 


Bacteria; 


aerolatum strain 


Bacteria; Actinob 


Microbacterium. 


408672 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


408672 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 
408672 Bacteria_16S 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


408672 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


408672 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


408672 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


408672 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


408672 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


408672 Bacteria_16S 


Bacil 
408672 Bacteria_16S 


Bacil 
408672 Bacteria_16S 
nepalensis strain 
Firmicu 
408672 Bacteria_16S 
strain LV3 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408672 Bacteria_16S 


S ribosomal RNA, 
lales; Macrococcus. 
455197 455119 1 
S ribosomal RNA, 
lales; Macrococcus. 

542215 542137 1 79 gi 
CW1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
565208 565130 11 89 
bosomal RNA, partial sequence 


793 gi 


gi 


619616 619538 11 89 gi 
V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


957055 956977 1 79 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


1019764 1019686 1 79 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


1113624 1113546 11 
76 16S 
acteria 


89 gi 
ribosomal RNA, partial sequenc 
Actinobacteridae; Actinomycet 


’ 


1121235 1121153 1 
1 16S r 
roteoba 


83 gi 
ibosomal RNA, partial sequence 
cteria; Deltaproteobacteria; My 


1124338 1124252 1 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

1139357 1139279 11 89 


87 gi 


Lactobac 
gi 


Actinomycetales; Micrococcineae; Micr 
1234655 1234577 11 89 gi 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

1285688 1285610 1 79 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1287245 1287167 1 79 gi 


, 


complete sequence 452220 45376 


complete sequence 453819 45536 


563902 56532 


succinus Bacteria; 


1122944 11244 


omal RNA, complete sequence 1138010 1139535 Leifs 


265678751 


265678691 
ce 54086 


265678676 


ococcineae 
265678639 
ce 61837 
ales; Micr 


265678408 
sequence 


acteria; R 


265678365 
A, complet 


265678300 
e 11123 
ales; Micr 


228716127 
11198 
xococcales 


224581425 


illus. 
253680764 


obacteriac 
219878266 
ial sequen 
ae; Actino 


219846054 
sequence 

icoccus. 

219846053 


Firmicutes; 


ref|NR_029056.1 


ref |NR_028996.1 
2 542331 Staphy 


ref|NR_028981.1 


; Microbacteriac 
ref |NR_028944.1 
1 619715 Microb 
ococcineae; Micr 


ref |NR_028710.1 
955748 957207 
hizobiales; Phyl 


ref 
e se 


NR_028667.1 
quence 
Bacillales; 
ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


, 


ref|NR_027206.1 
63 Lactobacillus 


ref 
onia 


NR_028012.1 
rubra Bacte 
eae; Leifsonia. 
ref|NR_025405.1 
ce 1233340 123481 
mycetales; Micro 


ref |NR_025644.1 
1284334 128584 


ref|NR_025643.1 


halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Staphylococcus 
lococcus nepalensis 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Microbacterium 
acterium aerolatum 
obacteriaceae; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Microbacterium 
acterium halophilum 
obacteriaceae; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Lactobacillus antri 
antri Bacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Microbacterium 
7 Microbacterium 
coccineae; 


Jeotgalicoccus 
0 Jeotgalicoccus 


1285891 128739 


Jeotgalicoccus 
6 Jeotgalicoccus 


408672 Bacteria_16S 1294838 1294760 1 79 gi| 228715348 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
408672 Bacteria_16S 1320675 1320597 1 79 gi| 228715347 


subsp. urealyticus strain MAW 8436 16S ribosomal RNA, p 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; 
408672 Bacteria_16S 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, 
carnosus subsp. carnosus Bacteria; 
408672 Bacteria_16S 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


408672 Bacteria_16S 


strain GD521 16S 
Firmicutes; 


strain DhA-35 16S 


Firmicutes; 


subsp. 
subsp. 


Lactobacillales; 
408672 Bacteria_16S 


1322217 1322139 1 


1345178 1345100 11 


1434408 1434330 1 


Staphylococcus. 


1469284 1469214 1 


1478356 1478270 1 


1479929 1479851 1 


Firmicutes; 
1517519 1517441 1 


79 


Firmicutes; 
89 


79 


ribosomal RNA, partial sequence 
Bacillales; 
408672 Bacteria_16S 


71 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
408672 Bacteria_16S 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus 
Lactobacillaceae; 


87 


79 


sciuri strain DSM 20345 16S ribosomal RNA, 
sciuri Bacteria; 
408672 Bacteria_16S 


Bacillales; 


79 


gi| 228715346 


Bacillales; 
gi|228721038 


gi|224581433 


gi|224581407 


gi|219878440 
Lactobacillus. 
gi|219878381 


Staphylococcus. 
gi| 219873435 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 


phosphitoxidans Bacteria; 


Desulfotignum. 


408672 Bacteria_16S 


1693762 1693676 1 


Proteobacteria; 


Deltaproteobacteria; 


87 


gi| 219878412 


auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 


auripigmenti Bacteria; 
408672 Bacteria_16S 

paraoxydans strain CF36 16S ribosomal R 
Bacteria; Actinobacteria; Actinobacteri 


Microbacterium. 


408672 Bacteria_16S 
saxobsidens strain BC448 16S ribosomal 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 


408672 Bacteria_16S 


foliorum strain P 
foliorum Bacteria; 
Microbacterium. 


408672 Bacteria_16S 


phenolica strain 
Bacteria; 


Cystobacteraceae; 


granulosum strain 


Firmicutes; 
1698394 1698316 11 


1789351 1789273 11 


1949388 1949310 11 


1976583 1976505 1 


1987559 1987477 1 


Proteobacteria; 


Cystobacter. 
408672 Bacteria_16S 
DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 


2079132 2079054 11 


Propionibacteriaceae; Propionibacterium. 


408672 Bacteria_16S 


2127885 2127815 1 


Clostridia; 


89 


dae; Actinomycetales; 


89 


89 


79 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
408672 Bacteria_16S 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete 
ferrugineus Bacteria; 


83 


Deltaproteobacteria; 


89 


71 


Clostridiales; 
gi|219878409 


gi|219878343 


RNA, partial sequence 


gi|219878229 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219878211 


219878204 
sequence 


gi 


219878137 
sequence 


gi 


gi| 219857650 


microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 


microaerophila Bacteria; 


Thioalkalispira. 


408672 Bacteria_16S 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
408672 Bacteria_16S 


Microbacteriaceae; 


limimaris strain 
Bacteria; 


Bacteria; 


Firmicutes; 
408672 Bacteria_16S 


Proteobacteria; 


2329528 2329450 11 


2355184 2355106 1 


2548749 2548663 1 


Clostridia; 
2653101 2653031 1 


Gammaproteobacteria; 


89 


79 


DCB-M 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
408672 Bacteria_16S 
meridiei strain S10 16S ribosomal RNA, partial sequence 
Clostridiales; 


87 


vg 


strain VB32 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


gi| 219857510 


gi|219857491 


gi| 219857345 


Peptococcaceae; 
gi| 219857223 


artial sequence 


partial sequence 
Staphylococcus. 


omycetales; 


Peptococcaceae; 


Actinomycetales; 


19752 


Myxococcales; 


Chromatiales; 


Actinomycetales; 


ref |NR_027520.1 


ref|NR_027519.1 
ref 


NR_027518.1 


ref|NR_027601.1 


ref|NR_027215.1 


1433051 1434525 Staphylococcu 


ref |NR_027188.1 


1467942 1469414 Zoogloea resi 
ocyclaceae; Zoogloea. 


ref|NR_025579.1 


NR_025520.1 


ref 


ref |NR_025194.1 


ref|NR_025551.1 


ref|NR_025548.1 


ref 


NR_025482.1 


ref|NR_025368.1 


ref|NR_025350.1 


ref |NR_025343.1 


ref|NR_025276.1 


ref |NR_025239.1 


ref|NR_025098.1 


ref|NR_025079.1 


ref|NR_024933.1 


ref |NR_024851.1 


Staphylococcus equorum 


1293463 1294956 Staphylococcus equorum 


Staphylococcus capitis 


1319300 1320791 Staphylococcus 
Staphylococcus. 


Staphylococcus 


1320842 1322334 Staphylococcus 


Geodermatophilus 


1343850 1345331 Geodermatophilus obscurus DSM 
Frankineae; Geodermatophilaceae; 


Staphylococcus felis 
s felis Bacteria; 


Zoogloea resiniphila 
niphila Bacteria; 


Lactobacillus spicheri 
spicheri Bacteria; 


Staphylococcus sciuri 


complete sequence 1478573 1480100 Staphylococcus sciuri 


Desulfotignum 


1516159 1517596 Desulfotignum 
Desulfobacterales; 


Desulfobacteraceae; 


Desulfosporosinus 


1692386 1693917 Desulfosporosinus 
Desulfosporosinus. 


Microbacterium 


NA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Micrococcineae; Microbacteriaceae; 


Blastococcus 


1788037 1789519 Blastococcus 
Frankineae; Geodermatophilaceae; 


Microbacterium 


1948071 1949550 Microbacterium 
Micrococcineae; Microbacteriaceae; 


Desulfobacula 


15 1976722 Desulfobacula phenolica 
Desulfobacteraceae; 


Desulfobacula. 
Cystobacter 


1986193 1987709 Cystobacter 
Cystobacterineae; 


Propionibacterium 


2077807 2079320 Propionibacterium 
Actinomycetales; Propionibacterineae; 


Thioalkalispira 


2126557 2127989 Thioalkalispira 
Ectothiorhodospiraceae; 


Microbacterium 


sequence 2328328 2329644 Microbacterium 
Micrococcineae; 


Desulfomonile 


2353808 2355330 Desulfomonile limimaris 
Syntrophobacterales; Syntrophaceae; 


Desulfomonile. 
Desulfosporosinus 


2547374 2548878 Desulfosporosinus meridiei 
Desulfosporosinus. 


Azoarcus indigens 


2651733 2653216 Azoarcus indigens Bacteria; 


408672 Bacteria_16S 2908570 2908492 1 79 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408672 Bacteria_16S 2910116 2910038 1 79 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408672 Bacteria_16S 2911660 2911582 1 79 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408672 Bacteria_16S 2913202 29131241 79 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408672 Bacteria_16S 2914746 2914668 1 79 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408672 Bacteria_16S 2916289 29162111 79 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408672 Bacteria_16S 2917831 2917753 1 79 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408672 Bacteria_16S 2957004 2956926 11 89 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

408672 Bacteria_16S 2958462 2958384 11 89 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

408672 Bacteria_16S 2959923 2959845 11 89 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

408672 Bacteria_16S 3011712 3011634 11 89 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

408672 Bacteria_16S 3069304 3069226 11 89 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

408672 Bacteria_16S 3076777 3076699 1 79 gi|219846871|ref|NR_026463.1| Rhizobium undicola 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
408672 Bacteria_16S 3115926 3115848 11 89 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

408672 Bacteria_16S 3121989 31219111 79 gi| 219846841 |ref|NR_026433.1] Ammoniphilus 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 3120644 3122140 Ammoniphilus 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 
408672 Bacteria_16S 3123536 3123458 1 79 gi|219846840|ref|NR_026432.1| Ammoniphilus 
oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

408672 Bacteria_16S 3155127 3155041 1 87 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

408672 Bacteria_16S 3238748 3238662 1 87 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 

408672 Bacteria_16S 3305418 3305332 1 87 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408672 Bacteria_16S 3306958 3306872 1 87 gi|219846717|ref|NR_026309.1| Lactobacillus oris 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408672 Bacteria_16S 3352382 3352304 11 89 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 
408672 Bacteria_16S 3453469 3453391 11 89 gi|219846608|ref|NR_026200.1| Micrococcus lylae 


strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 


408672 Bacteria_16S 


strain DSM 20145 


testaceum strain 


Microbacterium. 


408672 Bacteria_16S 
liquefaciens strain DSM 20638 16S ribos 
liquefaciens Bacteria; Actinobacteria; 
Microbacterium. 
408672 Bacteria_16S 
DSM 20530 16S ribosoma 
imperiale Bacteria; Actinobacteria; Act 


Microbacteriaceae; 
imperiale strain 


Microbacterium. 


408672 Bacteria_16S 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


lacticum Bacteria; 
Microbacterium. 


408672 Bacteria_16S 
strain 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
408672 Bacteria_16S 


aggregatus strain 


Blastococcus. 


408672 Bacteria_16S 


strain AW 25 16S 
Firmicutes; 


strain HQgoel 16S 


strain ATCC 23392 


Streptomycetaceae; 


strain B22P3 16S 


Streptomycetaceae; 


Actinobacteridae; 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 
DSM 20166 16S ribosoma 
testaceum Bacteria; Actinobacteria; Act 


riboso 


Actinomycetales; 
408672 Bacteria_16S 


3506469 3506391 11 


3507987 3507909 11 


3509508 3509430 11 


3511028 3510950 11 


3512552 3512474 11 


3557080 3557010 1 


3840957 3840879 11 


B15 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3845583 3845505 1 


ribosomal RNA, partial sequence 
Bacillales; 
408672 Bacteria_16S 
sabaudiense strain Ar-13 
sabaudiense Bacteria; 
408672 Bacteria_16S 
alleghenense strain PLHS 
alleghenense Bacteria; 
408672 Bacteria_16S 


Staphylococcus. 
4141208 4141130 11 


4161412 4161334 11 


113412 113335 1 


115011 114934 1 


279635 279558 12 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
408672 Bacteria_16S 
castelarensis strain BJ-608 16S ribosomal RNA, partial 
castelarensis Bacteria; Actinobacteria; Actinobacterida 
Streptomyces. 
408672 Bacteria_16S 
acidaminovorans strain sr15 16S ribosomal RNA, partial 
acidaminovorans Bacteria; 
408672 Bacteria_16S 


368971 368882 1 


484028 483951 12 


Synergistetes; 
599591 599502 1 


ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
408672 Bacteria_16S 
cangkringensis strain D13P3 16S ribosomal RNA, partial 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
408672 Bacteria_16S 

thermoviolaceus subsp. 


601121 601032 1 


1308392 1308303 1 


thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Acti 
Streptomycetaceae; 


1426641 1426552 1 


tial sequence 3505155 35066 
omycetales; Micrococcineae 


1 RNA, partial sequence 
inobacteridae; Actinomycetales; 


2 
omal RNA, partial 
Actinobacteridae; 


1 RNA, partial sequence 
inobacteridae; Actinomycetales; 


43 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


mal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
408672 Bacteria_16S 
strain DM-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 
408672 Bacteria_16S 


Syntrophobacterales; 


Syntrophobacterales; 


Streptomycineae; 


89 gi| 219846572 


89 gi| 219846571 


89 19846570 


sequence 


gi 


89 gi| 219846569 


89 gi| 219846568 


71 gi| 219846538 


89 gi| 219846335 


79 gi| 219846332 


89 gi| 219846120 
Entomoplasmatales; 
gi| 219846107 


89 


78 gi| 265678987 


78 gi| 265678986 


89 gi| 265678874 


89 265678809 


sequence 


gi 


89 265678729 


sequence 


gi 


Synergistia; Synergistales; 


89 gi| 265678653 


89 265678652 


sequence 


gi 


89 gi| 228721493 


89 gi|224581441 


Actinomycetales; 


Frankineae; 


Entomoplasmatales; 


e; Actinomycetales; 


Actinomycetales; 


16S ribosomal 


ref|NR_026164. 


ref|NR_026163. 


ceae; 


Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 
3 Microbacteria 


Microbacterium. 
Microbacterium 


3506673 3508141 Microbacterium 


ref|NR_026162. 


ref|NR_026130. 


Zoogloea. 
ref 


ref 


ref 


ref 


rs 


ref 


ref 


ref 


ref 
367645 36911 


ref 


482698 48417 


ref 


ref 
599812 60129 


ref 


ref 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 14268 


violaceolatus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
408672 Bacteria_16S 
AS 4.1594 16S ribosomal RNA, partial 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
408672 Bacteria_16S 
profundus strain 506 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


Streptomycetaceae; 
coelescens strain 


Streptomycetaceae; 


Bacteria; 


1428206 1428117 1 


1437470 1437393 12 


Deinococci; 


89 224581440 


sequence 


gi 


89 gi| 224581430 


Thermales; Thermaceae; 


Actinomycetales; 


Actinomycetales; 


ref 
1426862 14283 


ref 


Oceanithermus. 


Micrococc 


Microc 


Micrococci 


NR_025925.1 
3839632 3841072 Blastococcus aggregatus 
Geodermatophilaceae; 


NR_025922.1 
3844228 3845697 Staphylococcus warneri Bacteria; 


NR_025710.1 

4139871 414138 
Spiroplasmataceae; 
NR_025697.1 
160075 416159 
Spiroplasmatac 
NR_029295.1 
112043 113590 Syntrophus gentianae Bacteria; 
Syntrophaceae; Syntroph 
NR_029294.1 
113641 115189 Syntrophus buswellii Bacteria; 
Syntrophaceae; Syntroph 
NR_029180.1 
278321 279763 Mycopl 


NR_029114.1 
Strept 
NR_029034.1 
Synergistace 
NR_028958.1 

598291 599761 Streptomyces 
Streptomycineae; Streptomyceta 
NR_028957.1 
Strep 


NR_027616.1 
RNA, partia 


Streptomyc 
NR_027223.1 


Strept 
NR_027222.1 
Streptomy 


NR_027212.1 
1436136 1437633 Oceanithermus profundus 


9 


0 


3 


1 


7 


ineae; Microbacteriaceae; 


Microbacterium 


3508192 3509665 Microbacterium 
occineae; 


Microbacterium 
5 Microbacterium 


ineae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


neae; Microbacteriaceae; 


Zoogloea ramigera 


3555718 3557247 Zoogloea ramigera Bacteria; 


Blastococcus 


Staphylococcus warneri 


Spiroplasma 
6 Spiroplasma 
Spiroplasma. 
Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Syntrophus gentianae 


us. 
Syntrophus buswellii 


us. 
Mycoplasma gateae 
asma gateae Bacteria; 


Streptomyces 
Streptomyces 
omycineae; 


Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 
Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Streptomyces 
1 sequence 
nobacteria; 
es. 
Streptomyces 
1 Streptomyces 
omycineae; 


1307063 


Streptomyces 
6 Streptomyces 
cineae; 


Oceanithermus 


408672 Bacteria_ 


subsp. 
subsp. 


subsp. 
subsp. 


strain DSM 40258 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408672 Bacteria_ 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA 
rimosus subsp. pa 


Streptomycineae; 


408672 Bacteria_ 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae; 
408672 Bacteria_ 
sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; 
408672 Bacteria_ 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408672 Bacteria_ 
roseoviolaceus st 
roseoviolaceus Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; 
408672 Bacteria_ 
anilini strain An 
Proteob 


Bacteria; 


408672 Bacteria_ 
somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacte 
Streptomycetaceae; 
408672 Bacteria_ 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 
408672 Bacteria_16S 


albus stra 
albus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; 
408672 Bacteria_ 
rimosus st 
rimosus Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; 
408672 Bacteria_ 


16S 1475243 14751541 89 gi 
in DSM 40313 16S ribosomal RNA, partia 


Streptomyces. 
16S 1489075 1488986 1 89 
rain JCM 4667 16S ribosomal RNA, 


gi 
compl 


Streptomyces. 


16S 1590169 1590080 1 89 gi 
Stre 


16S 1593265 1593176 1 89 gi 
romomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

16S 1594811 1594722 1 89 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


16S 1596358 1596269 1 


89 gi 


Streptomyces. 


16S 1772833 1772744 1 89 gi 


16S 1774331 1774242 1 89 gi 
rain ISP 5277 16S ribosomal RNA, parti 


Streptomyces. 

16S 1979699 1979618 8 89 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
16S 2057760 2057671 1 89 gi 


ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

16S 2059299 2059210 1 89 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 
2111163 21110741 


v 


89 gi 


Ac 


Strept 


219878476 


1 sequence 
; Actinomyceta 


219857134 


ete sequence 1487741 14892 
Actinomycetales; 


ae; 


219878485 


16S ribosomal RNA, partial sequence 1588843 15903 


pt 
219878483 


, partial 


219878482 
rt 
idae; 


219878481 
1 


219878355 


219878354 
al 
ae; 


219878209 
acterales; 


219878153 
sequence 


219878152 
sequence 
ridae; 


219873436 


strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 21113 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Strept 


omycineae; 


ial sequ 
Actinomycetales; 


sequence 
Actinomyceta 


omycineae; 


sequenc 


Actinomycetales; 


19783 


Actinomyc 


Act 


omycineae; 


ref|NR_025615.1| Streptomyces 
1473916 1475414 Streptomyces 
les; Streptomycineae; 


albus 
albus 


rimosus 
rimosus 


ref|NR_024762.1| Streptomyces 
25 Streptomyces 


Streptomycineae; 


Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_025622.1| Streptomyces rimosus 
sequence 1591939 1593434 Streptomyces 


ref |NR_025624.1 


tinobacteridae; Actinomycetales; 


ref 
ence 


NR_025621.1| Streptomyces 
1593485 1594981 Streptomyces 
Streptomycineae; 


Streptomyces 
9 Streptomyces 
Streptomycineae; 


ref|NR_025620.1 
1595032 159652 
les; 
ref|NR_025494.1| Streptomyces arenae 
83 Streptomyces arenae Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_025493.1| Streptomyces 
e 1773034 1774481 Streptomyces 
Streptomycineae; 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
etales; Streptomycineae; 


Desulfobacterium 
obacterium anilini 
eae; Desulfobacterium. 


ref|NR_025291.1 
2057971 205946 
inomycetales; St 


Streptomyces 
9 Streptomyces 
reptomycineae; 


ref|NR_025250.1| Streptomyces humiferus 
30 Streptomyces humiferus Bacteria; 
Streptomycetaceae; Streptomyces. 


408672 Bacteria_16S 2168628 2168539 1 89 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408672 Bacteria_16S 2247392 2247303 1 89 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408672 Bacteria_16S 2261280 2261191 1 89 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408672 Bacteria_16S 2282774 2282697 12 89 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

408672 Bacteria_16S 2352123 2352046 12 89 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 


marinus strain sr 
Synergi 
408672 Bacteria_16S 
strain G122 16S r 
Tenericutes; Moll 
408672 Bacteria_16S 
yeochonensis stra 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; 
408672 Bacteria_16S 


Bacteria; 


strain A3.12 16S 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2518930 2518841 1 89 gi 
in CN 732 16S ribosomal RNA, partial s 


Streptomyces. 
2534139 2534062 1 78 


2379691 23811 


219857365 


equence 


219857355 


gi 
ribosomal RNA, partial sequence 


; Actinomyceta 


12 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
stetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
2380998 2380921 12 89 gi|219857473|ref|NR_025061.1| Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


ref|NR_024953.1| Streptomyces 
2517611 2519099 Streptomyces 
les; Streptomycineae; 


ref Peredibacter starrii 


NR_024943.1 


2532800 2534256 Peredibacter starrii Bacteria; 


Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 


408672 Bacteria_ 


desulfurans strai 
desulfurans Bacte 


408672 Bacteria_ 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


408672 Bacteria_ 


macrosporus strai 
macrosporus Bacte 
Streptomycetaceae 


408672 Bacteria_ 


thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 


408672 Bacteria_ 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


408672 Bacteria_ 
strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 
408672 Bacteria_ 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
408672 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 


Streptomycetaceae 
408672 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
408672 Bacteria_16S 
strain UIA 16S ri 
Tenericutes; Moll 
408672 Bacteria_16S 
strain 275c 16S r 
Tenericutes; Moll 
408672 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408672 Bacteria_16S 


strain ATCC 25495 


Bacteria; Actinob 


Streptomyces. 


408672 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
408672 Bacteria_16S 


strain CPJVR-H 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408672 Bacteria_16S 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 


408672 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


408672 Bacteria_16S 


thermoautotrophic 
thermoautotrophic 
Moorella group; M 


408672 Bacteria_16S 


strain 941 16S ri 
Proteobacteria; A 


16S 2704028 2703951 12 89 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
16S 2777546 2777457 1 89 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 2978305 2978216 1 89 gi 
n A1201 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
16S 2981371 2981282 1 89 gi 
rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
; Streptomyces. 

16S 3237152 3237063 1 89 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

16S 3450350 3450261 1 89 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


2 


2 


2 


2 


e; 


16S 3491525 3491436 1 89 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3638881 3638792 1 89 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3640433 3640344 1 89 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
; Streptomyces. 

3690705 3690628 12 89 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3753252 3753175 12 89 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3920143 3920054 1 89 gi 
16S ribosomal RNA, complete sequence 
Stre 
3921724 3921635 1 89 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


’ 


v 


gi 


pt 


al 


4027567 4027490 1 78 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


eq 
rd. 


4127410 41273211 89 
S ribosomal RNA, partial sequence 


gi 


Strept 


ue 
Th 


se 
Actinomyc 


ue 
Actinomyc 


qu 
ae; 


219846763 
e sequen 
Actinomycet 


et 


219846610 
34490 


al Stre 


219846582 
sequence 
Actinomyce 


219846480 
sequence 
idae; Acti 


219846479 


rtial sequ 


ac 


219846444 
3689398 36908 


219846397 
3751943 37534 


219846281 


219846205 


219846132 
4126077 41275 


19857186 
nce 


19857132 
quence 


19846938 
nce 


19846936 
ence 


’ 


es; 


teridae; 


39187 


39203 


es; Stre 


uence 
a; Desul 


omycinea 


4205424 4205335 1 89 gi 
n VK-A60 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 
258586 258498 1 
6S ribosomal RNA, 
ridia; 


qu 
A 
89 gi 
Thermoanaerobacterales; Thermoa 
333028 332940 1 89 gi 
a strain JW 701/3 16S ribosomal RNA, c 
a Bacteria; Firmicutes; Clostridia; Th 
oorella. 
354112 354025 1 89 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 


na 


gi 


Hyphomi 


408672 Bacteria_16S 


376478 376390 1 89 gi 


219846072 


265678890 
complete sequence 257219 25873 


265678839 
omplete se 
ermoanaero 


265678821 
352821 35423 


265678804 


ence 
ctinomyc 


erobacte 


crobiace 


ermales; 


Actino: 


omycinea 
219846280 


ref|NR_024814.1 
2702689 270407 
Thermaceae; Oce 
ref |NR_024760.1 
2776208 277769 
etales; 


Oceanithermus 
1 Oceanithermus 
anithermus. 

Streptomyces 
6 Streptomyces 
Streptomycineae; 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
etales; Streptomycineae; 


ref|NR_026528.1 
2980041 298152 
mycetales; Strep 


Streptomyces 
6 Streptomyces 
tomycineae; 


ref|NR_026355.1 
ce 3235806 323732 
ales; Strept 


Streptomyces 
0 Streptomyces 
omycineae; 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


ref|NR_026174.1 
3490176 349169 
tales; Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 


NR_026072.1 
3637554 363905 
nomycetales; Str 


Streptomyces 
3 Streptomyces 
eptomycineae; 


ref 
ence 
Act 


NR_026071.1| Streptomyces 

3639104 3640605 Streptomyces 
inomycetales; Streptomycineae; 
ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


ref|NR_025795.1 
4026183 402770 
fobacterales; De 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


ref|NR_025722.1| Streptomyces africanus 

64 Streptomyces africanus Bacteria; 

e; Streptomycetaceae; Streptomyces. 

ref|NR_025662.1| Streptomyces 
4204078 4205565 Streptomyces 

etales; Streptomycineae; 


ref|NR_029198.1 
1 Moorella glycerini Bacteria; 
raceae; Moorella group; Moorella. 
ref|NR_029144.1] Moorella 

quence 331642 333194 Moorella 
bacterales; Thermoanaerobacteraceae; 


Moorella glycerini 


ref|NR_029126.1| Rhodoplanes roseus 
3 Rhodoplanes roseus Bacteria; 
ae; Rhodoplanes 


xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 


xylanilyticus Bac 


teria; Firmicutes; Bacillales; Paenibaci 


llaceae; 


ref|NR_029109.1| Paenibacillus 
375101 376646 Paenibacillus 
Paenibacillus. 


408672 Bacteria_16S 


strain A10 16S ri 


470218 470142 11 


87 


bosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


408672 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


pacificum DSM 126 
DSM 12653 Bacteria; 
Carboxydibrachium. 


eae; 
408672 Bacteria_16S 


781143 781083 20 


1099970 1099882 1 


1195375 1195287 1 


Firmicutes; 


Clostridia; 


80 


ribosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
408672 Bacteria_16S 
in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Acrocarpospora. 


88 


89 


gi 


468944 47039 


Streptosporang 


gi 


779845 78130 


gi 


gi 


53 16S ribosomal RNA, partial sequence 
Thermoanaer 


408672 Bacteria_1 
fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 
408672 Bacteria_1 


strain SMP-10 16S 
Proteobacteria; 


strain JCM3369 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


408672 Bacteria_16S 
echinoides strain 
echinoides Bacter 
408672 Bacteria_16S 
xylanilyticus str 


xylanilyticus Bac 


408672 Bacteria_16S 
yonseiensis strai 
Firmicu 
408672 Bacteria_16S 
alkaliphilum stra 


Bacteria; 


Bacteria; 
strain JCM 3151 1 


Microbispora. 


408672 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 
erobacte 


phaeum strain PB 
Firmicutes; Clost 


408672 Bacteria_16S 


strain DSM 43311 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 

408672 Bacteria_16S 3408761 3408673 1 89 gi|219846640|ref|NR_026232.1 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 340888 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syn 
Syntrophobacter. 

408672 Bacteria_16S 3602783 3602707 11 87 gi|219846505|ref|NR_026097.1 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 360294 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinom 
Actinomycetaceae; Actinomyces. 

408672 Bacteria_16S 3741385 3741297 1 88 gi| 219846407 |ref|NR_025998.1 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microt 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Microtetraspora. 

408672 Bacteria_16S 3742848 3742760 1 88 gi| 219846406 |ref|NR_025997.1 
strain T/457 16S ribosomal RNA, partial sequence 3741557 37429 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 

408672 Bacteria_16S 3745778 3745690 1 88 gi|219846404|ref|NR_025995.1 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408672 Bacteria_16S 


D 


6S 1348277 1348189 1 89 gi 
Bacteria; Proteobacteria; 
eae; Syntrophobacter. 

6S 1405384 1405296 1 89 


ribosomal RNA, partial sequence 


gi 


1528133 1528057 11 87 
S ribosomal RNA, partial sequence 


gi 


1704570 1704483 1 89 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
2071511 2071423 1 89 gi 
ain XE 16S ribosomal RNA, 
teria; Firmicutes; Bacillales; 
2388650 2388562 1 89 gi 
tes; Clostridia; 


2528018 2527932 1 87 gi 
Clostridia; Clostridiales; 
2670956 2670868 1 88 


Peptoc 
gi 


Stre 


2884404 2884316 1 89 gi 
Thermoa 


gi 


ridia; Thermoanaerobacterales; 


3252196 3252108 1 88 


ibosomal RNA, partial sequence 
Stre 
gi 


3747236 3747148 1 88 


eltaproteobacteria; Myxococcales; Nann 
408672 Bacteria_16S 


Stre 


complete seque 
Paeniba 


n KBl 16S ribosomal RNA, partial seque 
Thermoanaerobacterale 


in S1 16S ribosomal RNA, partial seque 
Firmicutes; 
408672 Bacteria_16S 


265678738 


265678525 


265678310 


’ 


228715634 


228720860 


in MPOB 16S ribosomal RNA, partial sequence 
Deltaproteo 


bacteria; 


219857153 


1404010 14055 
ystineae 


oc 
219857435 


1526835 15282 
osporang 


pt 


219878405 
sequence 
a; 
219878143 
nce 
cillaceae; 
219857468 
nce 
S; 
219857359 
nce 
occaceae; 
219857210 


6S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 
219856869 


na 
219846753 


16S ribosomal RNA, partial sequence 3250880 32523 


3744485 37458 
ptosporang 


219846403 


1 sequence 
Actinomyceta 


11940 
obacterale 


Rhizobi 


23873 
Thermoa 


25266 


osporang 


ref |NR_029043.1 
5 Actinomadura 
ineae; Thermomon 
ref |NR_028829.1 
7 Acholeplasma 
eplasma. 

ref|NR_028612.1 
1098650 110009 
les; Strepto 


ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref |NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_024781.1 


; Haliangiaceae; 
ref |NR_025023.1 
88 Actinomadura 
ineae; Thermomon 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref |NR_024947.1 
73 2528174 Desulf 
Desu 
ref |NR_024838.1 
87 Microbispora 
ineae; Streptosp 


ref|NR_024688.1 


race 
ref 


ae; Thermace 
NR_026345.1 


inea 
ref 


e; Streptosp 


lfotomaculum. 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Acholeplasma axanthum 


axanthum Bacteria; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Syntrophobacter 
7 Syntrophobacter 


les; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Thermobacillus 
8 Thermobacillus 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Desulfotomaculum 
otomaculum alkaliphilum 


’ 


Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Actinomyces 
5 Actinomyces 
ycineae; 


Microtetraspora 
etraspora niveoalba 


Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae ; Nonomuraea. 


NR_025994.1 


Nonomuraea angiospora 


strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosp 


orangiaceae ; Nonomuraea. 


408672 Bacteria_ 


strain M165/69 16 
Tenericutes; Moll 


408672 Bacteria_ 


cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


408672 Bacteria_ 


strain TCl 16S ri 
G 


Proteobacteria; 
408672 Bacteria_ 


strain Y6 16S rib 
G 


Proteobacteria; 
408672 Bacteria_ 
sanfranciscensis 
sanfranciscensis 
408672 Bacteria_ 


strain AIP 354.02 
Clost 


Firmicutes; 
408672 Bacteria_ 


thermohalophila s 
thermohalophila B 


408672 Bacteria_ 


rhizophila strain 
Proteob 


Bacteria; 
408672 Bacteria_ 
strain CFBP 4188 
Proteobacteria; 

408672 Bacteria_ 


peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 


408672 Bacteria_ 


strain Se-3111 16 


G 


16S 3754776 3754712 12 76 

S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 1331 1244 1 87 gi 
34 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


gi 


16S 60431 60352 1 79 
bosomal RNA, partial sequence 
ammaproteobacteria; 
16S 61979 61900 
osomal RNA, partial 
ammaproteobacteria; Xanthomonadales; xX 
16S 165258 165187 8 79 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
16S 394923 394844 1 80 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
16S 592178 592111 20 87 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
16S 639324 639245 1 79 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
16S 868096 868017 1 79 gi 


gi 


Xanthomonadales; X 
1 79 gi 
sequence 


ammaproteobacteria; Xanthomonadales; X 
16S 1172685 1172610 12 87 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 


16S 1222487 1222400 1 87 


S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408672 Bacteria_ 
mcbrellneri ATCC 


ATCC 49030 Bacter 
Brevibacteriaceae 


408672 Bacteria_ 
pv. 
pv. 
Xanthomonas. 

408672 Bacteria_ 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


408672 Bacteria_ 


saccharolyticum W 
Fir 


WM1 Bacteria; 
408672 Bacteria_ 


strain PC80 16S r 
Clost 


Firmicutes; 
408672 Bacteria_ 


strain R-10289 16 
G 


Proteobacteria; 
408672 Bacteria_ 


atypicum strain R 
Bacteria; Actinob 


Corynebacterium. 
408672 Bacteria_ 


LMG 19981 16S rib 
G 


Proteobacteria; 
408672 Bacteria_ 


scophthalmum stra 
scophthalmum Bact 


Chryseobacterium. 
408672 Bacteria_ 


juglandis str 
juglandis Bac 


16S 1261725 1261638 1 87 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 
; Brevibacterium. 
16S 1312893 1312814 1 79 gi 
ain LMG 747 16S ribosomal RNA, partial 
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408672 Bacteria_16S 2024058 2023979 1 80 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

408672 Bacteria_16S 2042278 2042199 1 79 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

408672 Bacteria_16S 2043838 2043759 1 79 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

408672 Bacteria_16S 2094408 2094329 1 79 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

408672 Bacteria_16S 2185299 2185220 1 79 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

408672 Bacteria_16S 2226126 2226039 1 88 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408672 Bacteria_16S 2227687 2227600 1 88 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408672 Bacteria_16S 2290337 2290258 1 80 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

408672 Bacteria_16S 2317505 2317418 1 88 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408672 Bacteria_16S 2318954 2318875 1 79 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
408672 Bacteria_16S 2320546 2320467 1 79 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

408672 Bacteria_16S 2714387 2714308 1 80 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

408672 Bacteria_16S 2851674 2851595 1 79 gi|219856890|ref|NR_024709.1| Pseudomonas 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

408672 Bacteria_16S 2853243 2853164 1 79 gi|219856889|ref|NR_024708.1| Pseudomonas geniculata 
strain ATCC 19374 16S ribosomal RNA, partial sequence 2851886 2853382 Pseudomonas geniculata 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 

408672 Bacteria_16S 2857922 2857843 1 79 gi|219856886|ref|NR_024705.1| Pseudomonas cissicola 
strain ATCC 33616 16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408672 Bacteria_16S 2923963 2923884 1 79 gi|219856841|ref|NR_024660.1| Pseudoxanthomonas 
japonensis strain 12-3 16S ribosomal RNA, partial sequence 2922617 2924080 Pseudoxanthomonas japonensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
408672 Bacteria_16S 3005819 3005740 1 80 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

408672 Bacteria_16S 3158301 3158222 1 80 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

408672 Bacteria_16S 3182487 3182408 1 79 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408672 Bacteria_16S 3184039 3183960 1 79 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

408672 Bacteria_16S 3185591 3185512 1 79 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
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neae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Arthrobacter 
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408672 Bacteria_16S 137827 137749 11 89 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

408672 Bacteria_16S 139386 139308 11 89 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
408672 Bacteria_16S 140915 140837 11 89 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
408672 Bacteria_16S 186575 186505 9 79 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

408672 Bacteria_16S 195742 195656 1 87 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 

408672 Bacteria_16S 261437 261359 1 79 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
408672 Bacteria_16S 273529 273451 1 79 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

408672 Bacteria_16S 313102 313024 1 79 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

408672 Bacteria_16S 397913 397835 11 89 gi|265678790|ref|NR_029095.1]| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

408672 Bacteria_16S 407209 407131 11 89 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

408672 Bacteria_16S 462706 462628 11 89 gi| 265678743 |ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
408672 Bacteria_16S 467241 467163 11 89 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

408672 Bacteria_16S 490270 490192 11 89 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

408672 Bacteria_16S 494923 494845 11 89 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

408672 Bacteria_16S 496428 496350 11 89 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

408672 Bacteria_16S 528530 528460 1 vei gi|265678700|ref|NR_029005.1| Enhydrobacter 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

408672 Bacteria_16S 563708 563634 1 75 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 


albertensis Bacte 
Acidithiobacillus 


408672 Bacteria_16S 


strain HKI 0119 1 


ria; Proteobacteria; Gammaproteobacter 


637778 637700 11 89 gi 
6S ribosomal RNA, partial sequence 636 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
408672 Bacteria_16S 647115 647037 11 89 gi| 265678620 
strain CMS90 16S ribosomal RNA, partial sequence 645783 64725 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
408672 Bacteria_16S 660485 660415 1 71 gi| 265678609 
N7 16S ribosomal RNA, partial sequence 659171 660617 Morax 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

408672 Bacteria_16S 678815 678737 1 79 gi| 265678597 
strain SCII24 16S ribosomal RNA, partial sequence 677507 67890 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; O 
408672 Bacteria_16S 680259 680181 1 79 gi| 265678596 


ia; Acidit 


265678626 
453 63793 


hiobacillales; A 


ref|NR_028931.1 


; Intrasporangia 
ref |NR_028925.1 
9 Arthrobacter 
; Micrococcaceae 
ref |NR_028914.1 
ella canis Bacte 


ref|NR_028902.1 
4 Ochrobactrum 
chrobactrum. 

ref|NR_028901.1 


grignonense strain OgA9a 16S ribosomal RNA, partial sequence 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 


cidithiobacillaceae; 


Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Arthrobacter roseus 


roseus Bacteria; 


v 


Arthrobacter. 
Moraxella canis strain 
ria; Proteobacteria; 


Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 


678955 680426 


Ochrobactrum 


408672 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


408672 Bacteria_16S 


cetonica strain 4 
Bacteria; Proteob 


408672 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


408672 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


408672 Bacteria_16S 


strain 216 16S ri 


686153 686079 1 75 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
687718 687644 1 75 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
701365 701279 1 87 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
702852 702766 1 87 

ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
708527 708449 11 89 gi 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 


408672 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


408672 Bacteria_16S 


strain CCBAU 7190 


782692 782614 11 89 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

794881 794803 1 79 gi 
B 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


408672 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


408672 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


408672 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


408672 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


408672 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


408672 Bacteria_16S 


strain GP1ll 16S r 
Proteobacteria; G 


408672 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


408672 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


408672 Bacteria_16S 


strain SH22623 16 


855753 855675 11 89 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

899812 899726 1 87 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
935414 935336 1 79 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
936940 936862 1 79 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
966312 966242 1 71 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


1013729 1013659 1 71 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1016721 1016651 1 71 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1018218 1018148 1 TL gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1025933 1025855 1 79 

S ribosomal RNA, partial sequence 


gi 


Mo 
gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


408672 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


408672 Bacteria_16S 


multipartita DSM 
44233 Bacteria; A 
Nakamurella. 


408672 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


408672 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


408672 Bacteria_16S 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


408672 Bacteria_16S 


1092554 1092468 1 87 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1162044 1161966 11 89 gi 
44233 16S ribosomal RNA, partial seque 
ctinobacteria; Actinobacteridae; Actin 


gi 


1166631 1166561 9 79 gi 
pelotrichi; Erysipelotrichales; Erysip 
1219438 1219360 11 89 gi 
16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


1227024 1226946 11 89 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1243738 1243660 1 79 gi 


699985 70142 
Paenibacillus. 


701473 70290 


707255 70861 


935581 93704 


1012401 10138 


1015393 10168 


1016889 1018335 Morax 


1024681 10260 


1091188 10926 


somal RNA, partial sequence 1165300 1166687 Clost 


265678592 
ce 68477 
acterales; 
265678591 

68634 
acterales; 
265678582 


265678581 


265678577 
ionibacter 


265678524 
sequence 
dae; Actin 


265678516 
79361 
biaceae; R 
265678475 
equence 
dae; Actin 


265678445 
nce 89842 
nibacillus 
265678422 
e 93405 
brionales; 
265678421 


Bacteriov 
265678401 
1 sequence 
eobacteria 


265678369 


oraxellace 
265678367 


oraxellace 
265678366 


raxella. 
265678361 


biaceae; R 
265678315 


illus. 

228721225 
nce 11607 
omycetales 


228720470 


elotrichac 
219878368 
12181 
ales; Prop 
219878300 
ce 12257 


ales; Micr 


ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref |NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref |NR_028887.1 
2 Paenibacillus 


ref |NR_028886.1 
9 Paenibacillus 


ref|NR_028882.1 


ineae; Propionib 
ref |NR_028828.1 

781358 782875 
omycetales; Micr 


ref |NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 


ref|NR_028747.1 
7 899962 Paenib 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref |NR_028703.1 
964933 966480 
Vibrionales; V 


, 


ref |NR_028671.1 


Moraxella. 
NR_028669.1 


ae; 
ref 


Moraxella. 
NR_028668.1 
bovis Bacte 


ae; 
ref 
ella 
ref|NR_028663.1 
hizobium/Agrobac 


ref|NR_028617.1 
88 Lactobacillus 


ref|NR_027604.1 
39 1162206 Nakamu 
Frankineae; Na 


’ 


ref 
ridi 
eae. 
ref|NR_025507.1 
99 1219566 Luteoc 


ionibacterineae; 


NR_027592.1 
um spiroform 


ref |NR_025439.1 
22 1227193 Isopte 
ococcineae; Prom 


219878114 


temperatum strain SDW 018 16S ribosomal RNA, partial sequence 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 

Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 

Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 

Propionibacterium 

Propionibacterium 
ionibacterineae; 


Paenibacillus 
acillus koreensis 


Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 
Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Lactobacillus algidus 
algidus Bacteria; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Clostridium spiroforme 
e DSM 1552 Bacteria; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Isoptericola 
ricola variabilis 
icromonosporaceae; 


ref|NR_025253.1 
1242462 124386 


Mesorhizobium 
4 Mesorhizobium 


408672 Bacteria_16S 1245279 1245193 1 


metallireducens strain 853-15 16S ribosomal RNA, partial sequence 
Clostridiales; 


metallireducens Bacteria; Firmicutes; 
408672 Bacteria_16S 1272358 1272284 1 
2077 16S ribosomal RNA partial sequence 


408672 Bacteria_16S 1281133 1281055 11 


87 


Clostridia; 


#5 


1271016 1272493 Desul 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


89 


DSM 15272 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Aeromicrobium. 


408672 Bacteria_16S 1319133 1319055 1 


schleiferi subsp. coagulans strain GA 211 16S ribosomal 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
ref 


408672 Bacteria_16S 1349778 1349700 11 


79 


89 


DSM 10542 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sanguibacter. 
408672 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 
408672 Bacteria_16S 1454217 1454139 11 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 

408672 Bacteria_16S 1467770 1467700 1 


1421985 1421907 11 


89 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


89 


strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


71 


strain JZC3 16S ribosomal RNA, partial sequence 


Spirochaetes; Spirochaetales; 


408672 Bacteria_16S 1486012 1485934 1 


tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 


408672 Bacteria_16S 1515969 1515891 1 


septentrionale strain SDW 014 16S ribosomal RNA, partial 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 


408672 Bacteria_16S 1657131 1657053 1 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; 


408672 Bacteria_16S 1781997 1781919 11 


Spirochaetaceae; Treponema. 


79 


79 


79 


89 


strain 4-0 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


408672 Bacteria_16S 
stellifer strain 
Bacteria; Firmicutes; 
408672 Bacteria_16S 


1801577 1801491 1 


Bacillales; 
1806234 1806156 11 


paurometabola strain DSM 14281 16S ribosomal RNA, partial 
Actinobacteridae; 


paurometabola Bacteria; Actinobacteria; 
Cellulomonadaceae; Oerskovia. 

408672 Bacteria_16S 1807772 1807694 11 
strain DSM 46000 


408672 Bacteria_16S 1820031 1819953 11 
strain P 297/02 16S ribosomal 
Actinobacteria; Actinobacteridae; 
408672 Bacteria_16S 1835221 1835143 11 
molinativorax strain ON4 16S 


Microbacteriaceae; Gulosibacter. 

408672 Bacteria_16S 1890291 1890213 1 
chacoense strain 
Bacteria; 
408672 Bacteria_16S 
strain CF-43 16S 


1959951 1959873 11 


408672 Bacteria_16S 
strain CCUG 35957 


2036072 2035994 11 


408672 Bacteria_16S 2048548 2048462 1 
strain KK19 16S ribosomal RNA, 
Firmicutes; Bacillales; 


87 


IS1 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


89 


89 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


89 


RNA, partial sequence 1818718 18201 
Actinomycetales; Micrococcineae; 


89 


ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; 


79 


PR5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


89 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


89 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


87 


complete sequence 
Paenibacillaceae; 


gi| 219857537 


gi| 219846399 


gi|219846091 


ref 


NR_025125.1 
1243915 124542 


Peptococcaceae; 

ref 
fone 
Desulfonema. 
ref 


NR_025990.1 


NR_025681.1 


1279854 1281210 Aeromicrobium 


gi| 228715349 


gi|228720600 


1348448 1349942 Sanguibacter 
Micrococcineae; 


gi|224581444 


gi|224581418 


gi|224581408 


ref 
RNA, partial 


ref 
Actinomycetales; Mi 
ref 
Actinomycetales; Mi 


ref 


Propionibacterineae; 


NR_027521.1 
sequence 


NR_027595.1 


NR_027226.1 
1420664 142216 


NR_027199.1 
1452894 145438 


NR_027189.1 


ma magnum Bacteria; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Desulfonema magnum DSM 
Proteobacteria; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Staphylococcus 
1317758 1319249 
Staphylococcus. 
Sanguibacter keddieii 


keddieii DSM 10542 
Sanguibacteraceae; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Arthrobacter 
1 Arthrobacter 


crococcineae; 


Treponema putidum 


1466484 1467891 Treponema putidum Bacteria; 


gi] 219857250 


219878113 
sequence 


gi 


219878437 
sequence 


gi 


gi|219878349 


ref 
Rhizobiales; 
ref 
Rhizobiales; 
ref 


Rhizobiales; 
ref 


NR_024880.1 
1484704 148617 
Phylloba 


NR_025252.1 
1514694 151610 
Phyllo 


NR_025576.1 
1655822 165727 
Brucell 
NR_025488.1 


Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Citricoccus muralis 


1780670 1782124 Citricoccus muralis Bacteria; 


gi|219878335 


Paenibacillus. 
gi| 219878332 


gi|219878331 


gi|219878323 


gi|219878312 


gi|219878272 


gi|219878222 
gi|219878171 


219878160 


gi 


ref 
1800219 1801737 Paenib 


ref i 
sequence 1804913 180639 
Actinomycetales; 


ref 
32 Oerskovia jenensis Bacteria; 


ref 
91 Plantibacter 


ref 
Actinomycetales; 
ref 
1888988 1890453 Mesorh 
Phyllobacteriaceae; M 
ref 


1958616 1960116 Arthrobacter 


ref 
2034753 2036233 Rothia 


ref 


Micrococcaceae 
NR_025474.1 
NR_025471.1 
Microc 
NR_025470.1 


Cellulomonadac 
NR_025462.1 


Microbacteriac 
NR_025451.1 
1833888 183531 
Microc 


NR_025411.1 


NR_025361.1 


Micrococcaceae 
NR_025310.1 


Micrococcaceae 


; Citricoccus. 
Paenibacillus 
acillus stellifer 


Oerskovia 
8 Oerskovia 
occineae; 


Oerskovia jenensis 


eae; Oerskovia. 
Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Gulosibacter 

7 Gulosibacter 
occineae; 


Mesorhizobium 
izobium chacoense 
esorhizobium. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 

Rothia nasimurium 
nasimurium Bacteria; 
; Rothia. 

Paenibacillus borealis 


NR_025299.1 


2047168 2048707 Paenibacillus borealis Bacteria; 


Paenibacillus. 


408672 Bacteria_16S 2066829 2066751 11 89 gi|219878146|ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
408672 Bacteria_16S 2098942 2098864 1 79 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

408672 Bacteria_16S 2100457 2100379 11 89 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

408672 Bacteria_16S 2245862 2245784 1 79 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

408672 Bacteria_16S 2347623 2347545 11 89 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

408672 Bacteria_16S 2349132 2349054 11 89 gi| 219857495 |ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

408672 Bacteria_16S 2455646 2455568 11 89 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

408672 Bacteria_16S 2517429 2517351 11 89 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

408672 Bacteria_16S 2577897 2577819 11 89 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
408672 Bacteria_16S 2579326 2579248 11 89 gi|219857282|ref|NR_024913.1| Cellulomonas persica 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
408672 Bacteria_16S 2588604 2588526 11 89 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

408672 Bacteria_16S 2624039 2623961 1 79 gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

408672 Bacteria_16S 2657501 2657423 11 89 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

408672 Bacteria_16S 2659025 2658947 11 89 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

408672 Bacteria_16S 2660545 2660467 11 89 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

408672 Bacteria_16S 2694927 2694861 21 87 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 


Spirochaetes; Spi 


408672 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


408672 Bacteria_16S 


strain Al-3 16S r 
Actinobacteria; A 


408672 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


408672 Bacteria_16S 


rochaetales; Spirochaetaceae; Borrelia. 
2731216 2731138 1 79 gi| 219857167 
ribosomal RNA, partial sequence 2729867 27313 


ref 
50 Plesiocystis 


NR_024795.1 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 
Okibacterium 
8 Okibacterium 


ccineae; 


eltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae 

2748868 2748790 11 89 gi|219857155|ref|NR_024783.1 
ibosomal RNA, partial sequence 2747544 2748884 Arthrobacter 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 

2784993 2784915 11 89 gi|219857127|ref|NR_024755.1 
in VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
; Okibacterium. 

2827134 2827056 11 89 gi| 219856906 |ref|NR_024727.1 


Sporichthya polymorpha 


strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


Sporichthyaceae; 


s 


porichthya. 


408672 Bacteria_16S 2845438 2845372 21 


CMN3 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 


408672 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
408672 Bacteria_16S 
strain CM-10 16S 


2878169 2878091 1 


Firmicutes; 
2894866 2894788 11 
ribosomal RNA, partial 


408672 Bacteria_16S 
strain CM-01 16S 


2896361 2896283 11 
ribosomal RNA, partial 


408672 Bacteria_16S 2897855 2897777 11 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 
tolaasinivorans Bacteria; Actinobacteria; 


Microbacteriaceae; Mycetocola. 
408672 Bacteria_16S 2944917 2944839 11 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
408672 Bacteria_16S 
antarctica strain 


2970650 2970572 11 


Nocardioidaceae; Friedmanniella. 
408672 Bacteria_16S 2998125 2998051 1 
caldus strain KU 


408672 Bacteria_16S 3013270 3013192 11 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; Marmoricola. 
408672 Bacteria_16S 3031417 3031347 9 


strain I50 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


408672 Bacteria_16S 3045146 3045068 11 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 


Rarobacteraceae; Rarobacter. 
408672 Bacteria_16S 3099453 3099375 11 
strain F98.3HR69 


408672 Bacteria_16S 3132389 31323111 


plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 
408672 Bacteria_16S 3311399 331132111 
strain 1A-C 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


408672 Bacteria_16S 3358590 3358512 11 


nesterenkovii strain DSM 9573 16S ribosomal RNA, partial 


nesterenkovii Bacteria; Actinobacteria; 
Dermabacteraceae; Brachybacterium. 

408672 Bacteria_16S 
album strain DSM 


3372304 3372226 11 


Streptosporangium. 
408672 Bacteria_16S 
strain DSM 43852 


3398001 3397923 11 


408672 Bacteria_16S 
strain DSM 20167 


3401063 3400985 11 


408672 Bacteria_16S 
strain DSM 20119 


3402589 3402511 11 


408672 Bacteria_16S 
strain DSM 20138 


3404127 3404049 11 


408672 Bacteria_16S 3405657 3405579 11 


histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 


DSM4771 16S ribosomal RNA, partial sequence 
Bacillales; 


sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinobacteridae; 


AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 2996783 29982 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; 


16S ribosomal RNA, partial sequence 3098122 30995 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


87 gi|219856894|ref 
2844116 2845615 Borrelia 
219856873 


79 gi ref 


2876799 28783 


NR_024713.1 


NR_024692.1 


sinica Bacteria; 


Borrelia sinica strain 
Spirochaetes; 


Salimicrobium 


15 Salimicrobium 


Mycetocola saprophilus 


Bacillaceae; Salimicrobium. 
89 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
2893553 2894997 Mycetocola lacteus Bacteria; 
Micrococcineae; Microbacteriaceae; Mycetocola. 
89 gi| 219856859 |ref|NR_024678.1 
2895048 2896491 Mycetocola saprophilus Bacteria; 
Micrococcineae; Microbacteriaceae; Mycetocola. 
89 gi| 219856858 |ref|NR_024677.1| Mycetocola 


89 gi|219856827|ref 


89 gi| 219846944 |ref 


75 gi| 219846925 |ref 


89 gi|219846915|ref 


Actinomycetal 
219846903 


79 gi ref 


89 gi|219846892|ref 


Streptosporangineae 

89 gi| 219846647 |ref|NR_026239.1 
Cellulomonadac 

89 gi| 219846645 |ref|NR_026237.1 


89 gi| 219846644 |ref 


89 gi|219846643|ref 


89 gi| 219846642 |ref 


Actinomycetales; 


Actinomycetales; 


2969338 297081 
Actinomycetales; Propionibacterineae; 


Acidithiobacillaceae; 


3011945 301344 
es; Propionibacterineae; 


3043846 304530 
Micrococcineae; 


3370999 3372445 Strept 


13 Arthrobacter 
49 Arthrobacter 


85 Arthrobacter 


NR_024646.1 


NR_026536.1 


NR_026517.1 


NR_026507.1 


NR_026495.1 


NR_026484.1 


NR_026236.1 


NR_026235.1 


2896542 2897985 Mycetocola 
Micrococcineae; 


Sporichthya 


2943614 2945079 Sporichthya 
Frankineae; 


Sporichthyaceae; 


Friedmanniella 
0 Friedmanniella 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Marmoricola 
1 Marmoricola 


Clostridium cocleatum 


3030089 3031577 Clostridium cocleatum Bacteria; 


Rarobacter 
9 Rarobacter 


Arthrobacter rhombi 


44 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


; Arthrobacter. 
Mesorhizobium 

6 Mesorhizobium 

teriaceae; 


Georgenia muralis 


; Georgenia. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Actinomycetales; 

89 gi| 219846856 |ref|NR_026448.1 

Micrococcaceae 

79 gi|219846834|ref|NR_026426.1 

3131100 313253 

Rhizobiales; Phyllobac 

89 gi| 219846713 |ref|NR_026305.1 
sequence 3310081 3311497 Georgenia muralis Bacteria; 

Bogoriellaceae 

89 gi|219846678|ref|NR_026270.1 

sequence 3357257 335877 

Actinobacteridae; Actinomycetales; Microc 

89 gi|219846669|ref|NR_026261.1 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter sulfureus 


sulfureus Bacteria; 
Micrococcaceae 


; Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 
Micrococcaceae 


; Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 
Micrococcaceae 


; Arthrobacter. 
Arthrobacter 


NR_026234.1 
340433 


6 3405815 Arthrobacter 


histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 


408672 Bacteria_16S 


strain DSM 20116 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 


strain DSM 20032 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


Micrococcaceae; Arthrobacter. 
408672 Bacteria_16S 


strain DSM 20546 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 


polychromogenes s 
polychromogenes B 


Micrococcaceae; Arthrobacter. 
408672 Bacteria_16S 


strain DSM 20545 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


408672 Bacteria_16S 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408672 Bacteria_16S 


strain DSM 3133 1 


aggregatus strain 
aggregatus Bacter 


408672 Bacteria_16S 


strain CNS 2-75 1 


strain LX 16S rib 
Tenericutes; Moll 


16S ribosomal RNA, par 
omycetales; Micr 
3461067 3460989 11 89 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


oc 


’ 


3462589 3462511 11 
16S ribosomal RNA, par 


89 gi 


oc 
3579650 3579572 1 79 gi 

IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
3684610 3684532 1 79 gi 


a; 


Ale 
3786407 3786330 12 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


89 gi 


tial sequence 3453662 34551 


occin 


219846602 
te 
ae 


sequ 
Act 


, 


219846601 
tial sequence 3461261 34627 


occin 


219846523 
se 


quenc 
Rhiz 


219846448 
6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
408672 Bacteria_16S 


aceae 


219846373 
3785096 37865 


> Mi 
ref 
e 3459743 3 


mycetales; 


eae crococcacea 


4612 
Micr 


enc 
ino 


ref 


omycetales; Micrococcineae; Micrococcaceae 

3464111 3464033 11 89 gi|219846600|ref|NR_026192.1 
train DSM 20136 16S ribosomal RNA, partial sequence 346278 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
3465635 3465557 11 89 gi|219846599|ref|NR_026191.1 

16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter 
omycetales; Micrococcineae; Micrococcacea 

3471725 3471647 11 89 gi|219846595|ref|NR_026187.1 
n DSM 20124 16S ribosomal RNA, partial sequence 3470399 347186 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
3488444 3488366 11 89 gi|219846584|ref|NR_026176.1 


; Ce 
ref 
3578376 35797 
ales; Bradyrhiz 
ref 
56 Ochrobactrum 
chrobactrum. 
ref 


eae llulomonada 


e 
obi 


, 


ie} 


’ 


NR_026194.1 


NR_026193.1 
33 Arthrobacter ramosus Bacteria; 


NR_026115.1 


NR_026039.1 


NR_025964.1 
26 Mycoplasma simbae Bacteria; 


e 


1 
° 


Cc 


8 
° 


3407184 3407106 11 89 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
omycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
3454995 3454917 11 89 gi|219846607|ref|NR_026199.1| Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


; Arthrobacter. 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


’ 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Blastobacter 

9 Blastobacter 

biaceae; Blastobacter. 

Ochrobactrum anthropi 


anthropi Bacteria; 


Mycoplasma simbae 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Paenibacillus 
4 3905341 Paenibacillus 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Mesorhizobium loti 
loti Bacteria; 
um. 

Nocardioides 
7 Nocardioides 
bacterineae; 


Citricoccus 
8 Citricoccus 


coccineae; 


Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 


Spiroplasma culicicola 


408672 Bacteria_16S 3801442 3801364 1 79 gi| 219846362 |ref|NR_025953.1 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
408672 Bacteria_16S 3905211 39051251 87 gi| 219846292 |ref|NR_025882.1 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 390383 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
408672 Bacteria_16S 3915745 3915679 21 87 gi|219846284|ref|NR_025874.1 
strain Hk501 16S ribosomal RNA, partial sequence 3914434 39158 

Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi gro 
408672 Bacteria_16S 3917161 3917095 21 87 gi| 219846283 |ref|NR_025873.1 
Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacter 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

408672 Bacteria_16S 3968150 3968072 1 79 gi| 219846247 |ref|NR_025837.1 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
408672 Bacteria_16S 4051809 4051731 11 89 gi|219846186|ref|NR_025776.1 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 405187 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Nocardioidaceae; Nocardioides. 

408672 Bacteria_16S 4059305 4059227 11 89 gi|219846181|ref|NR_025771.1 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 405944 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Citricoccus. 

408672 Bacteria_16S 4112197 4112119 11 89 gi|219846144|ref|NR_025734.1 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 41123 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
408672 Bacteria_16S 4142772 4142694 11 89 gi|219846119|ref|NR_025709.1 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 41429 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
408672 Bacteria_16S 4147470 4147392 11 89 gi|219846116|ref|NR_025706.1 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 414764 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmata 
408672 Bacteria_16S 4155149 4155071 11 89 gi|219846111|ref|NR_025701.1 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


408672 Bacteria_16S 
strain CCH 16S ri 
Tenericutes; Moll 
408672 Bacteria_16S 
ehimensis strain 
ehimensis Bacteria; 
408672 Bacteria_16S 
strain C3H-21 16S 


icutes; 
4199404 4199318 1 


Firmicutes; 


408672 Bacteria_16S 


strain 55134 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; 
275086 275009 12 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
300837 300768 12 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 


408672 Bacteria_16S 
strain S-16 16S r 
Tenericutes; Moll 
408672 Bacteria_16S 
californicum stra 
californicum Bact 
408672 Bacteria_16S 404127 404038 1 
hebeiensis strain YIM 001 16S ribosomal 
hebeiensis Bacter 
Streptomycetaceae; Streptomyces. 

408672 Bacteria_16S 410284 410195 1 
ferralitis strain 
ferralitis Bacter 
Streptomycetaceae; Streptomyces. 

408672 Bacteria_16S 554455 554366 1 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae; Streptomyces. 

408672 Bacteria_16S 657444 657355 1 
melanosporofacien 
melanosporofacien 
Streptomycetaceae; Streptomyces. 

408672 Bacteria_16S 728721 728632 1 


sibirica strain Al2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; Proteob 
408672 Bacteria_16S 787278 787189 1 
beijiangensis strain YIM6 16S ribosomal 
beijiangensis Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

408672 Bacteria_16S 797985 797900 1 
naphthalenovorans 
naphthalenovorans Bacteria; Firmicutes; 
408672 Bacteria_16S 875503 875426 11 
subroseum strain 
subroseum Bacteri 


Streptosporangiaceae; 


4159846 4159768 11 
bosomal RNA, partial sequence 
Entomoplasmatales; 


KCTC 3748 16S ribosomal RNA, partial s 
Bacillales; 
4244789 4244711 11 

ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
145433 145356 11 


ia; Actinobacteria; Actinobacteridae; 


SFOp68 16S ribosomal RNA, partial seq 
ia; Actinobacteria; Actinobacteridae; 


in CBS 101.34 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 


strain PR-Nl 16S ribosomal RNA, parti 


CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Streptosporangium. 


89 gi|219846108 
Spiroplasma 
87 gi 


taceae; 
219846076 

equence 

aceae; 
219722939 


Paenibacill 
89 gi 


Micr 


4158509 41600 
Sp 


Pae 


4243475 42448 


ref 


ref 


rs 


ref 


niba 


NR_025698.1 


lasma. 
NR_025666.1 
198059 41995 
cillus. 

NR_024571.1 


1 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 
irop 


Paenibacillus 
0 Paenibacillus 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ococcineae; Dermabacteraceae; Brachybacterium. 
88 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
sequence 144082 145595 Jonesia denitrificans Bacteria; 
Micrococcineae; Jonesiaceae; Jonesia. 
89 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 


273748 27524 


6 Mycoplasma hyosynoviae Bacteria; 


81 gi|265678860|ref|NR_029166.1| Mycoplasma 
uence 299496 300945 Mycoplasma 
smataceae; Mycoplasma. 

89 gi| 265678786 |ref|NR_029091.1| Streptomyces 

RNA, partial sequence 402781 404300 Streptomyces 
Actinomycetales; Streptomycineae; 

89 gi| 265678782 |ref|NR_029087.1| Streptomyces 
uence 408966 410455 Streptomyces 
Actinomycetales; Streptomycineae; 

89 gi| 265678683 |ref|NR_028988.1| Streptomyces 
al sequence 553128 554608 Streptomyces 


; Actinomycetales; Streptomycineae; 
89 gi|265678612|ref|NR_028917.1| Streptomyces 
AA, partial sequence 656132 657614 Streptomyces 
eridae; Actinomycetales; Streptomycineae; 
89 gi|265678563|ref|NR_028867.1| Thiorhodospira 
727370 728734 Thiorhodospira sibirica 
ales; Ectothiorhodospiraceae; Thiorhodospira. 
89 gi| 265678521 |ref|NR_028825.1| Streptomyces 
RNA, partial sequence 785920 787418 Streptomyces 
Actinobacteridae; Actinomycetales; Streptomycineae; 
86 gi|265678514|ref|NR_028817.1| Paenibacillus 
al sequence 796606 798156 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 
88 gi|265678462|ref|NR_028765.1| Streptosporangium 


uence 


ales 


408672 Bacteria_16S 876963 876874 1 89 gi| 265678461 |ref 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Streptomyces. 

408672 Bacteria_16S 1009172 1009087 1 86 gi| 265678372 |ref 
strain T7 16S ribosomal RNA, partial sequence 1007814 10092 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 1090991 1090914 11 88 gi| 265678316 |ref 


ain A-5 16S ribosomal 
roseoviolacea Bacteria; Actinobacteria; 
Streptosporangiaceae; Nonomuraea. 

408672 Bacteria_16S 1107530 1107453 11 
strain NRRL 15532 16S ribosomal RNA, pa 


roseoviolacea str 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nonomuraea. 

408672 Bacteria_16S 1109076 1108999 11 88 gi|265678303|ref|NR_028605.1 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microbispora. 

408672 Bacteria_16S 1218004 1217927 11 88 gi| 219878473 |ref|NR_025612.1 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
408672 Bacteria_16S 1279631 1279554 12 89 gi| 219846093 |ref|NR_025683.1 


strain ELCA-2 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Tenericutes; Mollicutes; 


RNA, partial seq 


uence 


ref 


Actinobacteridae; Actinomycet 
88 gi| 265678304 
rtial sequence 11062 


874217 875635 


877087 Strept 
ptomycineae; 


1089685 10911 


17 1107715 Nonomu 


; Streptospo 
NR_028764.1 
Str 


NR_028674.1 


NR_028618.1 
3 
t 


ales; Strep 


NR_028606.1 


Streptosporangium 
rangineae; 


Streptomyces 
omyces scopiformis 


eptomycetaceae; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 


’ 


Arthrobacter. 


Mesoplasma corruscae 


1278319 1279803 Mesoplasma corruscae Bacteria; 
Entomoplasmataceae; Mesoplasma. 


408672 Bacteria_16S 
Twist 16S ri 


str. 


1317567 1317478 1 89 
bosomal RNA, partial sequence 


gi 


228715851 
1316224 13177 


ref 


NR_027540.1 
07 Tropheryma whipplei str. Twist 


Tropheryma whipplei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

408672 Bacteria_16S 1529645 1529568 11 88 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

408672 Bacteria_16S 1540314 1540237 11 88 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
408672 Bacteria_16S 1591717 1591628 1 89 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408672 Bacteria_16S 1597906 1597817 1 89 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
408672 Bacteria_16S 1599454 1599365 1 89 gi|219878479|ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

408672 Bacteria_16S 1602550 1602461 1 89 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


408672 Bacteria_16S 


strain DSM 12798 


Arthrobacter. 


408672 Bacteria_16S 
longisporus strai 
longisporus Bacte 
Streptomycetaceae 
408672 Bacteria_16S 


reticuliscabiei s 


reticuliscabiei B 


Streptomycetaceae 


408672 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


408672 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


408672 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


408672 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


408672 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


408672 Bacteria_16S 


luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 


408672 Bacteria_16S 


yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 


408672 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


408672 Bacteria_16S 


strain Ll 16S rib 
Tenericutes; Moll 


Streptomycetaceae; Streptomyces. 


1605638 1605561 11 88 gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2206511 2206434 12 89 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2209538 2209461 12 89 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215564 2215487 12 89 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2217064 2216987 12 89 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


en 
co 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2288752 2288683 20 89 gi 
osomal RNA, partial sequence 


icutes; Entomoplasmatales; Entomoplasmat 


408672 Bacteria_16S 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408672 Bacteria_16S 
arilaitensis stra 
arilaitensis Bact 


2203720 22051 


219857595 
ce 22052 


plasma. 


219857593 
2208244 22096 


219857589 
2214274 22157 


219857588 
2215772 22172 


2279959 22814 


219857540 
2287434 22889 


aceae; 


2309894 2309817 11 88 gi 


219857523 


ref 


ococcineae; Micrococcaceae 

1607179 1607102 11 88 gi|219878472|ref|NR_025611.1 
in Rell7 16S ribosomal RNA, partial sequence 1605856 160731 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 

1775829 1775740 1 89 gi| 219878353 |ref|NR_025492.1 
n ISP 5166 16S ribosomal RNA, partial sequence 1774532 177597 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
; Streptomyces. 

2056250 2056161 1 89 gi|219878154|ref|NR_025293.1 
train CFBP 4531 16S ribosomal RNA, partial sequence 205497 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
; Streptomyces. 

2205012 2204935 12 89 gi|219857596|ref|NR_025184.1 


ref 


ref 


ref 


ref 


2248969 2248880 1 89 gi| 219857567 |ref|NR_025155.1 
ain S63 16S ribosomal RNA, partial sequence 2247616 224914 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
; Streptomyces. 

2258157 2258068 1 89 gi|219857561|ref|NR_025149.1 
n YIM 41004 16S ribosomal RNA, partial sequence 2256827 225829 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptom 
; Streptomyces. 

2281266 2281197 12 81 gi| 219857546 |ref|NR_025134.1 


ref 


Mesoplasma. 


ref 


NR_025613.1 
05 Arthrobacter mysorens Bacteria; 


NR_025183.1 
20 2206668 Mycop 


NR_025181.1 
95 Mycoplasma cynos Bacteria; 


NR_025177.1 
21 Mycoplasma buteonis Bacteria; 


NR_025176.1 
21 Mycoplasma anatis Bacteria; 


NR_025128.1 
33 Mesoplasma florum Ll Bacteria; 


NR_025111.1 


1 


Arthrobacter mysorens 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


Mycoplasma buteonis 


Mycoplasma anatis 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 


ycineae; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mesoplasma florum 


Nonomuraea turkmeniaca 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosporangiaceae; Nonomuraea. 


408672 Bacteria_16S 
strain PG30 16S r 
Tenericutes; Moll 
408672 Bacteria_16S 
strain MMP-1 16S 
Tenericutes; Moll 


2376470 2376393 


2377984 2377907 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


12 89 gil2 


2375 
12 


89 gil|2 


2376 


19857476 
159 23766 


ref |NR_025064.1 


19857475 
676 23781 


ref|NR_025063.1 
32 Mycoplasma co 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 
lumbinum Bacteria; 


408672 Bacteria_16S 2379492 2379415 12 89 gi|219857474|ref|NR_025062.1| Mycoplasma 
columbinasale strain 694 16S ribosomal RNA, partial sequence 2378183 2379640 Mycoplasma 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

408672 Bacteria_16S 2432747 2432662 1 86 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408672 Bacteria_16S 2473771 2473690 8 89 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

408672 Bacteria_16S 2514401 2514324 11 88 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

408672 Bacteria_16S 2553193 2553104 1 89 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

408672 Bacteria_16S 2554754 2554665 1 89 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

408672 Bacteria_16S 2751817 2751740 11 88 gi|219857152|ref|NR_024780.1| Microtetraspora 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microtetraspora. 

408672 Bacteria_16S 2753313 2753236 11 88 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

408672 Bacteria_16S 2754809 2754732 11 88 gi|219857150|ref|NR_024778.1| Planomonospora alba 


strain JCM 9373 1 


Planomonospora. 
408672 Bacteria_16S 
venezuelae strain 
venezuelae Bacter 
Streptomycetaceae; Streptomyces. 
408672 Bacteria_16S 
strain JCM 9920 1 


2772934 2772845 


408672 Bacteria_16S 
strain JCM 4662 1 


408672 Bacteria_16S 


strain Lp2 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


408672 Bacteria_16S 
venezuelensis str 
venezuelensis Bac 
Streptosporangiaceae; 
408672 Bacteria_16S 

strain JCM 3166 1 
Actinobacteria; Actinobacteridae; Acti 
Planobispora. 
408672 Bacteria_16S 
parontospora subsp. 


Planomonospora. 


antibiotica strain 


Planomonospora parontospora subsp. 


Actinomycetales; Streptosporangineae; 
408672 Bacteria_16S 
kasugaensis strai 
kasugaensis Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 

408672 Bacteria_16S 
strain IMC S-0802 16S ribosomal RNA, p 
Actinobacteria; Actinobacteridae; Acti 
408672 Bacteria_16S 


JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 


2774469 2774380 1 
6S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
2776007 2775918 1 
6S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
2815091 2815002 1 


2819647 2819570 11 
ain JCM 3167 16S ribos 
teria; Actinobacteria; 
2821140 2821063 11 
6S ribosomal RNA, part 


2822634 2822557 11 


2831726 2831637 1 
n M338-M1 16S ribosomal RNA, partial s 


2833264 28331751 


2979837 2979748 1 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 2753496 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


549 


39 Planomonospora alba Bacteria; 


Streptosporangineae; Streptosporangiaceae; 
1 89 gi|219857136|ref|NR_024764.1| Streptomyces 
equence 2771601 2773083 Streptomyces 
Actinomycetales; Streptomycineae; 
89 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
74619 Streptomyces peucetius Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
89 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
76157 Streptomyces platensis Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
89 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
ococcineae; Intrasporangiaceae; Tetrasphaera. 
88 gi|219856911|ref|NR_024732.1| Planomonospora 
omal RNA, partial sequence 2818334 2819777 Planomonospora 
Actinobacteridae; Actinomycetales; Streptosporangineae; 
88 gi|219856910|ref|NR_024731.1| Planobispora rosea 
ial sequence 2819828 2821270 Planobispora rosea Bacteria; 
nomycetales; Streptosporangineae; Streptosporangiaceae; 
88 gi|219856909|ref|NR_024730.1| Planomonospora 
JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 


Streptosporangiac 
89 gi 


Actinobacteridae; 


89 gi 
artial sequence 


nomycetales; Strept 


219856902 


e; Planomonospora. 
ref|NR_024724.1 
2830390 283187 


etales; Streptom 


uence 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 


28319 
omycinea 


89 gi 


219846937 


antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
ea 
219856903 
eq 
Actinomyc 


Streptomyces 
7 Streptomyces 
ycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 


ref |NR_026529.1 
2978510 297999 


Streptomyces 
0 Streptomyces 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
408672 Bacteria_16S 


strain ATCC 25470 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408672 Bacteria_16S 


strain DSM 43678 


strain DSM 7083 1 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


408672 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


408672 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


408672 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


408672 Bacteria_16S 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
408672 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


408672 Bacteria_16S 


strain DSM 40089 
Actinobacteria; A 


408672 Bacteria_16S 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


408672 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


408672 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


408672 Bacteria_16S 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


408672 Bacteria_16S 


strain IFO 14097 
Actinobacteria; A 
408672 Bact 
strain IFO 14525 
Actinobacteria; A 
408672 Bact 
strain IFO 14345 
Actinobacteria; A 
408672 Bact 
strain IFO 14094 
Actinobacteria; A 
408672 Bact 
strain IFO 14745 
Actinobacteria; A 


408672 Bacteria_16S 


leonicaptivi stra 
Bacteria; Teneric 


eria_1l 


eria_l 


eria_l 


eria_l 


Streptomyces. 

3105428 3105339 1 89 gi 
16S ribosomal RNA, partial sequence 
Stre 
3250685 3250608 11 88 gi 
Stre 


3357037 3356948 1 89 gi 


3367811 3367734 11 88 gi 
n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3369309 3369232 11 88 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3370807 3370730 11 88 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3448783 3448694 1 89 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3459547 3459470 11 88 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


s 


Ac 


s 
Ac 


v 


al 
e; 


3467157 3467080 11 88 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


se 
Ac 


3485329 3485240 1 89 


gi 
ctinobacteridae; Actinomycetales; Stre 
3486896 3486807 1 89 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3687664 3687595 20 89 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689181 3689112 20 89 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3735526 3735449 11 88 gi 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
eae; Microbispora. 
3736984 3736907 11 
16S ribosomal RNA, par 
ctinobacteridae; Actinomycetales; 
6S 3738445 3738368 11 88 
16S ribosomal RNA, par 
ctinobacteridae; Actinomycetales; 
6S 3739910 3739833 11 88 
16S ribosomal RNA, par 
ctinobacteridae; Actinomycetales; 
6S 3744301 3744224 11 88 
16S ribosomal RNA, par 
ctinobacteridae; Actin 
6S 


pt 


s 


gi 


qu 
e; 
88 gi 


Stre 
gi 


pt 


Stre 
gi 


pt 


Stre 
gi 


pt 


omycetales; 
3748688 3748611 11 88 


Stre 
gi 


pt 


ctinobacteridae; Actinomycetales; Stre 
3784917 3784840 12 89 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 


pt 


en 
co 


408672 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


pt 


pt 


oc 


219846852 

31040 
omycinea 
219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408672 Bacteria_16S 


equence 


Actinomyc 


219846671 
se 


quence 


219846670 
ue 
in 


nce 


219846611 


equence 


219846603 
sequenc 
Actinomycet 


219846598 


quence 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
omycinea 
219846585 


equence 


Actinomyc 


219846446 
3686364 36878 


219846445 
3687881 36893 


219846411 


ence 


219846410 
tial sequence 3735706 37371 
osporang 
219846409 
tial sequence 3737165 37385 
osporang 
219846408 
tial sequence 3738628 37400 
osporang 
219846405 
tial sequence 3743020 37444 
osporang 
219846402 
16S ribosomal RNA, partial sequence 3747408 37488 
osporang 
219846374 


ce 37836 
plasma. 


3857605 3857528 12 89 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846324 
3856288 3857724 Mycoplasma meleagridis Bacteria; 


osporang 
219846679 
6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408672 Bacteria_16S 


occineae 
219846672 


tinomyce 


omycetal 


tinomyce 


tinomyce 


Actinomycet 


ref |NR_026444.1 
e; S 
ref |NR_026346.1 
inea 
ref 


e; 
NR_026271.1 
Dermabacterac 
NR_026264.1 
3366504 336795 
etales; Streptos 


NR_026263.1 
3368004 336944 
tales; Streptos 


NR_026262.1 
3369499 337094 
es; Streptospor 


ref |NR_026203.1 
3447437 344895 
tales; Streptomy 


ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026190.1 
3465830 346730 
tales; Micrococc 


ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 
3485550 348706 
etales; Strepto 


ref |NR_026037.1 


ref |NR_026036.1 


ref|NR_026002.1 

3734241 373565 
ales; Strept 
ref|NR_026001.1 


inea 
ref 


e; Streptosp 
NR_026000.1 


inea 
ref 


e; Streptosp 
NR_025999.1 


inea 
ref 


e; Streptosp 
NR_025996.1 


inea 
ref 


e; Streptosp 
NR_025993.1 


ineae; Streptosp 
ref|NR_025965.1 
21 3785045 Mycopl 


98 3105578 Strept 
treptomyceta 


Pp 


a 


Streptomycineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 

Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
Streptosp 


orangiaceae; Nonomuraea. 
Dermabacter hominis 


06 Dermabacter hominis Bacteria; 
e 


ae; Dermabacter. 
Streptosporangium 

3 Streptosporangium 

porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptomyces 
2 Streptomyces 
cineae; 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter 
1 Arthrobacter 


ineae; Micrococcaceae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Mycoplasma 
asma leonicaptivi 


ref |NR_025914.1 


Mycoplasma meleagridis 


408672 Bacteria_16S 
strain BV1 16S ri 
Tenericutes; Moll 
408672 Bacteria_16S 
strain IFO 15474 


Herbidospora. 
408672 Bacteria_16S 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae; 
408672 Bacteria_16S 
strain JC2056 16S 


408672 Bacteria_16S 
strain BARC 857 1 
Tenericutes; Moll 
408672 Bacteria_16S 
grammopterae stra 
grammopterae Bacteria; 
408672 Bacteria_16S 

strain CHPA-2 16S 
Tenericutes; Moll 
408672 Bacteria_16S 
wiegelii strain R 


icutes; 


3885228 3885151 12 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3902105 3902028 11 


3923305 39232161 


n ATCC 14975 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


4050385 4050308 11 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


4164434 4164365 20 


Entomoplasmatales; 
4175115 4175046 20 


in GRUA-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 


4181268 4181199 20 


ribosomal RNA, partial sequence 
icutes; 


Entomoplasmatales; 
105831 105743 1 


t8.Bl 16S ribosomal RNA, partial seque 


89 gi| 219846306 


88 gi|219846294 


16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Strept 


89 219846279 


te 


gi 
comple 


88 gi|219846187 


io 


89 gi| 219846105 


6S ribosomal RNA, partial sequence 4163118 41646 
Entomoplasmat 


aceae; 
219846097 
equence 

Entomopla 
gi| 219846092 
4179947 41814 


89 gi 


89 


89 265678993 


nce 10448 


gi 


3883911 38853 


osporang 


sequenc 
Actinomyc 


4049074 40504 
nibacter 


smatales 


ref|NR_025896.1 


ref |NR_025884.1 
68 Herbidospora 
ineae; Streptos 


ref|NR_025869.1 
e 3921948 392347 
etales; Strepto 


ref|NR_025777.1 
53 Nocardioides 
ineae; Nocardio 
ref|NR_025695.1 


lasma. 
ref|NR_025687.1 

4173799 417528 
; Entomoplasmat 
ref|NR_025682.1 


lasma. 


ref|NR_029301.1 


a 


6 105949 Thermo 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Herbidospora cretacea 


cretacea Bacteria; 
Pp 


orangiaceae; 


Streptomyces 
8 Streptomyces 


mycineae; 


Nocardioides aestuarii 


aestuarii Bacteria; 
i 


daceae; Nocardioides. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 
Mesop 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 
Entomoplasmataceae; Mesop 


Thermoanaerobacter 
anaerobacter wiegelii 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
408672 Bacteria_16S 220552 220464 1 89 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

408672 Bacteria_16S 269004 268928 11 87 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

408672 Bacteria_16S 285731 285659 8 80 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
408672 Bacteria_16S 323666 323578 1 89 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

408672 Bacteria_16S 355571 355484 1 89 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

408672 Bacteria_16S 393430 393342 1 89 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408672 Bacteria_16S 461178 461102 11 87 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

408672 Bacteria_16S 511764 511676 1 89 gi|265678711|ref|NR_029016.1| Geobacillus debilis 


strain Tf 16S rib 
Firmicutes; Bacil 
408672 Bacteria_16S 
contaminans strai 
contaminans Bacteria; 
408672 Bacteria_16S 

strain FI-0169 16 


Mycobacterium avi 
408672 Bacteria_16S 
strain R9242 16S 


408672 Bacteria_16S 
strain CCUG 42773 
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strain WoG13 16S 
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87 gi| 265678698 
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568394 56988 


ref|NR_029006.1 
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ref|NR_029003.1 
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5 596820 Actino 
Actinomycetace 
ref |NR_028910.1 
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6 Geobacillus debilis Bacteria; 


Anoxybacillus 
Anoxybacillus 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Actinobaculum urinale 
urinale Bacteria; 

ae; Actinobaculum. 
Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


NR_028818.1 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


Leptospirillum 


795040 796555 Leptospirillum ferriphilum 


408672 Bacteria_16S 839250 839162 1 88 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
408672 Bacteria_16S 840822 840734 1 89 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

408672 Bacteria_16S 846892 846832 20 80 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
strain 19 16S ribosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 861951 861875 11 87 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
408672 Bacteria_16S 872607 872520 1 89 gi|265678464|ref|NR_028767.1| Gluconacetobacter 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

408672 Bacteria_16S 884540 884452 1 89 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

408672 Bacteria_16S 958631 958543 1 89 gi|265678406|ref|NR_028708.1| Geobacillus 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

408672 Bacteria_16S 993984 993904 9 89 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

408672 Bacteria_16S 1125830 1125762 12 80 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 


strain QSSC1-22 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


408672 Bacteria_16S 
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408672 Bacteria_16S 
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Thermoanaerobacter brockii subsp. brockii Bacteria; 


Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobact 
408672 Bacteria_16S 1334477 1334401 11 87 gi| 228721490 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Beutenbergia. 

408672 Bacteria_16S 1354246 1354159 1 89 gi| 228720330 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteri 
Gluconacetobacter. 

408672 Bacteria_16S 1502489 1502413 11 87 gi| 219846604 
strain DSM 20127 16S ribosomal RNA, complete sequence 15011 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
408672 Bacteria_16S 1531157 1531081 11 87 gi| 219857433 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinomadura. 

408672 Bacteria_16S 1555478 1555390 1 89 gi| 219857209 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 15541 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
408672 Bacteria_16S 1564277 1564201 11 87 gi| 219846103 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial seque 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Pseudonocardiaceae; Amycolatopsis. 

408672 Bacteria_16S 1654077 1654001 1 76 gi| 219878439 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 16542 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
408672 Bacteria_16S 1669429 1669353 11 87 gi| 219878429 
strain R2014 16S ribosomal RNA, partial sequence 
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Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


408672 Bacteria_16S 1673919 1673843 11 87 gi| 219878426 |ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
408672 Bacteria_16S 1675442 1675366 11 87 gi| 219878425 |ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
408672 Bacteria_16S 1676941 1676865 11 87 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
408672 Bacteria_16S 1678458 1678382 11 87 gi| 219878423 |ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
408672 Bacteria_16S 1679979 1679903 11 87 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
408672 Bacteria_16S 1747182 1747106 11 87 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
408672 Bacteria_16S 1850648 1850572 1 76 gi|219878302|ref|NR_025441.1| Thermomonas 
haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 1849299 1850798 Thermomonas 
haemolytica Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 
408672 Bacteria_16S 1871812 1871724 1 89 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


strain 3S-1 16S r 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


1870444 18719 


75 Geobacillus vulcani Bacteria; 


408672 Bacteria_16S 1887249 1887173 11 87 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 

408672 Bacteria_16S 1901103 1901027 11 87 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

408672 Bacteria_16S 1912678 1912590 1 89 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 


strain DSM 12654 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

408672 Bacteria_16S 1952499 1952423 11 87 gi 
strain CCUG 41706 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
408672 Bacteria_16S 1969116 1969028 1 89 gi 
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’ 
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fo) 
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myces canis Bacteria; 
ae; Actinomyces. 
Thermicanus aegyptius 


Ac 
ref 


80 Thermicanus aegyptius Bacteria; 


Firmicutes; lales; Bacillales Family X. Incertae Sedis; Thermicanus. 

408672 Bacteria_16S 2050113 2050025 1 89 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

408672 Bacteria_16S 2082241 2082165 11 87 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

408672 Bacteria_16S 2139927 2139851 11 87 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

408672 Bacteria_16S 2267505 2267417 1 89 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

408672 Bacteria_16S 2312959 23128711 89 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

408672 Bacteria_16S 2359791 2359715 11 87 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

408672 Bacteria_16S 2454118 2454030 1 89 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 


dichotomicum strain KCTC 3667 16S ribosomal RNA, partia 
dichotomicum Bacteria; 


1 sequence 


2452794 2454268 Thermoflavimicrobium 


Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 


408672 Bacteria_16S 2499171 2499083 1 89 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

408672 Bacteria_16S 2509863 2509776 1 89 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

408672 Bacteria_16S 2525025 2524953 8 80 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 

408672 Bacteria_16S 2567123 2567035 1 89 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

408672 Bacteria_16S 2610138 2610062 11 87 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

408672 Bacteria_16S 2613238 2613162 11 87 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
408672 Bacteria_16S 2643982 2643894 1 89 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408672 Bacteria_16S 2697853 2697765 1 89 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus 

408672 Bacteria_16S 2708571 2708507 12 76 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

408672 Bacteria_16S 2746052 2745976 11 87 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

408672 Bacteria_16S 2789710 2789622 1 89 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408672 Bacteria_16S 2937352 2937265 1 89 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

408672 Bacteria_16S 2999656 2999568 1 89 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

408672 Bacteria_16S 3004310 3004223 1 89 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
408672 Bacteria_16S 3028387 3028299 1 89 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
408672 Bacteria_16S 3118992 3118905 1 89 gi| 219846843 |ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
408672 Bacteria_16S 3133896 3133820 11 87 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

408672 Bacteria_16S 3159807 3159739 11 79 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain F1IF6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

408672 Bacteria_16S 3174916 3174828 1 89 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
408672 Bacteria_16S 3235591 3235511 9 89 gi|219846764|ref|NR_026356.1| Thermosyntropha 
lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 

408672 Bacteria_16S 3253683 3253607 11 87 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

408672 Bacteria_16S 3479368 3479292 11 87 gi|219846590|ref|NR_026182.1| Actinomyces georgiae 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 3479443 Actinomyces georgiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


408672 Bacteria_16S 
strain DSM 6984 1 
Proteobacteria; 
408672 Bacteria_16S 
liquefaciens stra 


Gluconacetobacter 
408672 Bacteria_16S 
hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 
408672 Bacteria_16S 
subsp. paratuberc 


Corynebacterineae; 
408672 Bacteria_16S 
libanotica strain 
libanotica Bacteria; 
Thermomonosporaceae; 
408672 Bacteria_16S 
norvegica strain 

Bacteria; Proteob 
Thermodesulforhabdus. 
408672 Bacteria_16S 


ATCC 9874 16S ribosoma 
a; Actinobacteria; Act 
Mycobacterium. 


ulosis strain 5617 16S 
avium subsp. paratuberculosis Bacteria; 
Mycobacteriaceae; My 


3523273 3523185 1 


3555497 3555410 1 


3608822 3608746 11 


3623535 3623459 11 


3731142 3731066 11 


3777392 3777304 1 


3799974 3799898 12 


89 


6S ribosomal RNA, partial sequence 3521933 35234 
Betaproteobacteria; Rhodocyclales; Rhodoc 


89 


in IFO 12388 16S ribosomal RNA, partia 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacte 


87 


1 RNA, partial s 
inobacteridae; Act 


87 


ribosomal RNA, 
Actinobacteria; 
cobacterium; Myc 


87 


IFO 14095 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 
Actinocorallia. 


89 


A8444 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; 


88 


strain PS6 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
408672 Bacteria_16S 
strain ATCC 29543 
Bacteria; Proteob 
408672 Bacteria_16S 


nitrofigilis strain CI 16S ribosomal RNA, partial sequenc 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 


408672 Bacteria_16S 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


Arcobacter. 
408672 Bacteria_16S 
thermocopriae str 
thermocopriae Bac 
Thermoanaerobacter. 
408672 Bacteria_16S 
brockii subsp. 

Thermoanaerobac 
Thermoanaerobacte 
408672 Bacteria_16S 
strain Lhet2 16S 


408672 Bacteria_16S 
strain KMM 6017 1 
Bacteroidetes; 
408672 Bacteria_16S 
strain GS5-97 16S 
Firmicutes; Bacil 
408672 Bacteria_16S 
strain 25-4 16S r 
Proteobacteria; 
408672 Bacteria_16S 
strain JC1078 16S 


408672 Bacteria_16S 4086705 4086625 9 89 gi|219846162|ref 

strain GB8-1 16S ribosomal RNA, partial sequence 4085324 40868 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
408672 Bacteria_16S 4106141 4106053 1 89 gi|219846149|ref 

strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408672 Bacteria_16S 4197990 4197902 1 89 gi| 219846077 |ref 


teria; 


rales; 


Sphingobacteria; 


lales; 


3818279 3818211 11 


3869758 3869694 12 


3871270 3871206 12 


3882123 3882035 1 


Firmicutes; 


3883696 3883608 1 


ter brockii subsp. 


3947198 39471111 
3985564 3985496 11 
3994466 3994378 1 

Bacillaceae; 


4000423 4000347 1 


4054776 4054700 11 


icutes; Mycoplasmataceae; Mycoplasma. 


79 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 


76 


76 


89 


ain JT-3 16S ribosomal RNA, partial sequ 
Clostridia; 


89 


finnii strain AKo-1 16S ribosomal RNA, partial sequenc 
finnii Bacteria; 
Thermoanaerobacteraceae; 


89 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


79 


6S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteriales; Flammeovirgac 


89 


ribosomal RNA, partial sequence 
Geobacillus. 


76 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


87 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
408672 Bacteria_16S 


thermautotrophica strain 41 16S ribosomal RNA, partial sequence 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. 


Sedis; Carboxydocella. 


4208446 4208358 1 


lales; Bacillaceae; Anoxybacillus. 


89 


Syntrophob 


Thermoanaerobacte 


219846561 |ref 


gi NR_02 
yclaceae; Th 
219846540|ref 
1 sequence 3554185 


ria; Rhodospir 


gi 


219846500 
equence 
inomycet 


ref eal 
3607525 
ales; 


gi 


219846490|ref 
partial sequence 

Actinobacteridae; 
ob 
219846414 |ref 
sequence 3729869 
Actinomycetales; 


gi 


gi 


219846379 
e 37759 
acterale 


gi ref 


s; S 


gi| 219846363 
3798661 38001 


ref 


219846351 
38169 
obacterale 
219846316 
e 38684 
obacterale 
219846315 
sequence 


ref 
54 3818434 
Ss; 
ref 
19 3869879 
s; C 
ref 

3869930 


gi 


gi 


gi 


219846308 
ence 


ref 
3880766 
rales; 


gi 


219846307 |ref 


gi 
e 
Firmicutes; 
Thermoanaerobacter. 

gi|219846261|ref 

3945905 39473 
Acetobacte 


219846235 


race 
gi ref 
eae; 
gi|219846229|ref 


3993148 39945 


gi] 219846225 
3999120 40005 


ref 


gi|219846184 
4053509 40549 
occineae; 


ref 


4196627 41980 


219846070|ref 


gi 


illales; Ac 
NR_026092.1 
Corynebac 
NR_026082.1 


Actino: 
acterium avium complex 
NR_026005.1 


Streptos 


NR_025970.1 
78 3777536 Thermodesulforhabdus norvegica 
yntrophobacteraceae; 


NR_025954.1 
02 Mycoplasma agassizii Bacteria; 


NR_025942.1 


Helicobacter 
NR_025906.1 
acter nitrofigilis 
ampylobacte 
NR_025905.1 


Campylobacterales 
NR_025898.1 
Thermoan 


NR_025897.1 


NR_025851.1 
17 Acidiphilium 
ae; Acidiph 
NR_025825.1 
67 Roseivirga ehrenbergii Bacteria; 
Roseivirga 
NR_025819.1 
94 Geobacillus tepidamans Bacteria; 


NR_025815.1 
01 Silanimonas lenta Bacteria; 
Silanimon 
NR_025774.1 
29 Serinicoccus marinus Bacteria; 
Intrasporangia 
NR_025752.1 


NR_025739.1 


NR_025667.1 
08 Anoxybacillus 


NR_025660.1 
4207086 4208540 Carboxydocella 


6153.1 


355566 


360892 


362222 


( 


373127 


Woline 


Arcob 
© 


387139 


’ 


388228 


388233 


Clostridia; 


i 


aceae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 
auera. 
NR_026132.1 


Gluconacetobacter 
7 Gluconacetobacter 


etobacteraceae; 


Mycobacterium 
0 Mycobacterium 


terineae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 
Actinocorallia 
2 Actinocorallia 


porangineae; 


Thermodesulforhabdus 


Mycoplasma agassizii 


Wolinella succinogenes 
lla succinogenes 
Wolinella. 
Arcobacter 


aceae; Arcobacter. 
Arcobacter 

1 Arcobacter 
Campylobacteraceae; 


Thermoanaerobacter 
7 Thermoanaerobacter 


aerobacteraceae; 


Thermoanaerobacter 
8 3883860 


Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Roseivirga ehrenbergii 


Geobacillus tepidamans 


Silanimonas lenta 


as. 
Serinicoccus marinus 


ceae; Serinicoccus. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Carboxydocella 


Incertae 


408672 Bacteria_16S 4213022 4212934 1 89 gi| 219846067 |ref|NR_025657.1 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

408672 Bacteria_16S 4219113 4219037 11 87 gi|219846062|ref|NR_025652.1 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 421929 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Thermomonosporaceae; Actinomadura. 

408672 Bacteria_16S 2870 2783 1 87 gi|265679062|ref|NR_029370.1 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharomonospora. 

408672 Bacteria_16S 95036 94957 8 87 gi|265679000|ref|NR_029308.1 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408672 Bacteria_16S 131734 131655 1 80 gi|265678975|ref|NR_029283.1 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 

408672 Bacteria_16S 133300 133233 20 87 gi|265678974|ref|NR_029282.1 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus 
408672 Bacteria_16S 185006 184935 9 80 gi|265678940|ref|NR_029248.1 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DS 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 278140 278077 13 76 gi| 265678875 |ref|NR_029181.1 


strain Ben 16S ri 
Tenericutes; Moll 


408672 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


408672 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


408672 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


408672 Bacteria_16S 
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408672 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


408672 Bacteria_16S 


strain M343/98/2 
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Bacteria; Proteob 


408672 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


408672 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


408672 Bacteria_16S 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
284188 284101 1 88 gi 
in B54 16S ribosomal RNA, complete seq 
eria; Proteobacteria; Deltaproteobacte 
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Flavoba 
gi 
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16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
408672 Bacteria_16S 
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Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 
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1 Actinomadura 
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Lactobacillus lindneri 
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a. 
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, 
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eae; Desulfobacter. 
Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


NR_028771.1 


Sulfurospirillum 


865186 866674 Sulfurospirillum 


halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 


Sulfurospirillum. 


408672 Bacteria_16S 


strain 21F-2 16S 


indonesiensis Bac 
Acetobacter. 


408672 Bacteria_16S 


strain NBRC 13755 
Bacteria; 


Flavobacteria; Fl 


408672 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


408672 Bacteria_16S 


strain LM 161 16S 
cellulosolvens 6 
Bacteria; 


strain MP145 16S 
Tenericutes; Moll 


408672 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


408672 Bacteria_16S 


strain USDA 9030 


ATCC 49176 strain 
ATCC 49176 Bacter 


408672 Bacteria_16S 


strain DSM 5901 1 


DSM 5900 16S ribo 
Alphaproteobacter 


408672 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


408672 Bacteria_16S 


strain LMG 1746 1 


strain LMG 1625 1 


sulfidifaciens st 
sulfidifaciens Ba 


408672 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


408672 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


408672 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


408672 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


408672 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


Proteob 
408672 Bacteria_16S 
AT1047 16S riboso 


Firmicu 
408672 Bacteria_16S 


1080330 1080251 1 80 
ribosomal RNA, partial sequence 


gi 


1094055 1093976 1 80 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095496 10954171 80 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1273817 1273750 20 87 gi 
mal RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 

1275239 1275172 20 87 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
1300693 1300615 11 89 
ribosomal RNA, complete sequence 


Sej 
gi 


Flavoba 
gi 


1303800 1303725 1 76 gi 
Eubact 


gi 


tes; Clostridia; Clostridiales; 
1393335 1393268 12 79 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

1406860 1406781 1 80 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
1503983 1503912 8 


79 gi 


1511634 15115471 88 gi 
GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1648002 1647923 1 80 gi 


1649499 1649420 1 80 gi 
ia; Rhodospirillales; Acetobacteraceae 
1742614 1742539 1 76 gi 
SM 11806 16S ribosomal RNA, partial se 
; Proteobacteria; Gammaproteobacteria; 
m. 


1750211 1750132 1 80 gi 


1751703 1751624 1 80 gi 


1855068 1854981 1 88 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; Lactobacillales; A 
2160963 2160884 1 80 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


2200480 2200413 12 79 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2256695 2256620 8 83 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


gi 


2314453 2314382 8 79 gi 
in T8 16S ribosomal RNA, partial seque 
tes; Bacillales; Salinicoccus. 
2374960 2374893 12 79 
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Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
408672 Bacteria_16S 
indonesiensis str 


1272544 1273908 Sejon 


1273959 12753 
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Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
408672 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 


1392046 13934 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
408672 Bacteria_16S 


6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
408672 Bacteria_16S 
somal RNA, partial sequence 1648203 1649649 Stell 


6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
408672 Bacteria_16S 
6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
408672 Bacteria_16S 
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265678323 


Acetobacte 
265678314 
quence 
eria; Rhod 
265678313 
10942 
rillales; 
219846220 


ongia. 
219846219 


cteriaceae 
219846779 


ionibacter 
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eriaceae; 
228716184 


219857143 
quence 
eria; Rhod 
219846475 


biaceae; R 
219846273 
e sequence 
occaceae; 

219878444 


Acetobacte 
219878443 
; Stella. 
219878379 
quence 

Aeromonad 


219878374 


Acetobacte 
219878373 


Acetobacte 
219878298 
tial seque 
erococcace 
219857628 
quence 

ria; Rhodo 


219857599 


219857562 
equence 
eria; Desu 


219857520 
nce 23131 


219857477 


gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_028625.1| Acetobacter orientalis 
18 Acetobacter orientalis Bacteria; 
raceae; Acetobacter. 
ref|NR_028616.1] Acetobacter 

1092739 1094192 Acetobacter 
ospirillales; Acetobacteraceae; 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_025810.1 
gia jeonii Bacte 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 

Sejongia jeonii strain 
ria; Bacteroidetes; 


’ 


ref|NR_025809.1| Sejongia antarctica 
12 Sejongia antarctica Bacteria; 

; Sejongia. 
ref|NR_026371.1| Kribbella koreensis 
72 Kribbella koreensis Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 
ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


ref|NR_024771.1 
1405568 140698 
ospirillales; Ac 


ref|NR_026067.1| Rhizobium tropici 
57 Rhizobium tropici Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025863.1| Abiotrophia defectiva 
1510256 1511666 Abiotrophia defectiva 
Abiotrophia. 
ref|NR_025583.1] Stella vacuolata 
52 Stella vacuolata Bacteria; 
raceae; Stella. 
ref |NR_025582.1 
a humosa Bacteri 


Stella humosa strain 
a; Proteobacteria; 


ref|NR_025518.1 
1741287 174278 
ales; Succinivib 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


’ 


ref|NR_025513.1| Acetobacter malorum 

60 Acetobacter malorum Bacteria; 

raceae; Acetobacter. 

ref|NR_025512.1| Acetobacter cerevisiae 
52 Acetobacter cerevisiae Bacteria; 
raceae; Acetobacter. 

ref |NR_025437.1| Globicatella 

nce 1853726 1855215 Globicatella 
ae; Globicatella. 

ref|NR_025217.1 
159648 216110 
spirillales; Ace 


Swaminathania 
2 Swaminathania 
tobacteraceae; 


is} 


ref|NR_025187.1| Mycoplasma mustelae 
37 Mycoplasma mustelae Bacteria; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


ref |NR_025108.1 
25 2314583 Salini 


Salinicoccus 
coccus alkaliphilus 


ref 


NR_025065.1| Mycoplasma lipofaciens 


2373653 2375108 Mycoplasma lipofaciens Bacteria; 


408672 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


strain LMG11607 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


408672 Bacteria_16S 


strain AAO8 16S r 


strain Yo-3 16S r 


2390175 2390088 1 
2408385 2408318 20 
avobacteria; 


2669413 2669326 1 


e; Saccharopolyspora. 


2710007 2709928 1 


2762370 2762291 1 


2810611 2810532 1 


S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 
strain 71 16S rib 
glycogenica strai 


Bacteria; Actinob 
Micropruina. 


408672 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


408672 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


strain 7 16S ribo 
Clostridia; Clost 


408672 Bacteria_16S 


deleyianum strain 


2825657 2825578 1 


2899355 2899268 1 


3002793 30027141 


tes; Bacillales; 


3026809 3026730 1 


3032974 3032895 1 


ridiales; Clostridiaceae; 


3138390 3138323 13 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
408672 Bacteria_16S 
6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteriales; 


M 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
408672 Bacteria_16S 
ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
408672 Bacteria_16S 


ia; Rhodospirillales; Acetobacteraceae; Asaia. 
408672 Bacteria_16S 
osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
408672 Bacteria_16S 
n Lg2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


n BT2 16S ribosomal RNA, partial sequence 


Acetobacte 

87 gi| 219856857 

28980 

Prop 

80 gi|219846922 

30014 

Paenibacillaceae; Brevibacillus 
80 gi| 219846906 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobacterales; 
408672 Bacteria_16S 
somal RNA, partial sequence 3031628 3033115 Clost 


87 gi|219857467 


2388858 23902 
87 gi|219857455 
Flavobacteriaceae 


87 gi] 219857211 


80 gi| 219857182 


2708714 27101 


Acetobacte 

80 gi|219857145 
2761077 27624 
Acetobacte 

80 gi| 219857110 


2809318 2810728 Asaia 


80 gi| 219856907 


2824364 28257 


30255 


Cc 

80 gi|219846901 
Clostridium. 

80 gi| 219846830 


Spirillum 5175 16S ribosomal RNA, partial sequence 


aulobacteraceae; 


ridium indolis 


ref|NR_025055.1| Mycoplasma microti 
92 Mycoplasma microti Bacteria; 


ref|NR_025043.1| Riemerella columbina 

26 Riemerella columbina Bacteria; 

; Riemerella. 

ref|NR_024839.1] Saccharopolyspora 
2668117 2669581 Saccharopolyspora 

es; Pseudonocardineae; 


ref|NR_024810.1| Asaia krungthepensis 
24 Asaia krungthepensis Bacteria; 


raceae; Asaia. 

ref|NR_024773.1| Kozakia baliensis 

91 Kozakia baliensis Bacteria; 

raceae; Kozakia. 

ref|NR_024738.1| Asaia siamensis strain 


siamensis Bacteria; Proteobacteria; 


ref|NR_024728.1| Asaia bogorensis 
74 Asaia bogorensis Bacteria; 
raceae; Asaia. 

ref|NR_024676.1| Micropruina 

36 2899473 Micropruina glycogenica 
ionibacterineae; Nocardioidaceae; 


ref|NR_026514.1| Brevibacillus 

33 3002946 Brevibacillus thermoruber 
ref|NR_026498.1| Phenylobacterium 

10 3026975 Phenylobacterium immobile 
Phenylobacterium. 
NR_026493.1| Clostridium indolis 
Bacteria; Firmicutes; 


ref 


ref |NR_026422.1 


313708 


Sulfurospirillum 
4 3138514 


Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Campy lobacteraceae; 
408672 Bacteria_16S 
ain DSM 20540 16S ribosomal 
Deinococcus-Thermus; 


proteolyticus str 


proteolyticus Bacteria; 
408672 Bacteria_16S 

IFO 3264 16S ribosomal RNA, 
a; Proteobacteria; Alphaproteobacteria; 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


408672 Bacteria_16S 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 


hansenii Bacteria 
Gluconacetobacter 


408672 Bacteria_16S 


strain NCIB 8621, 
Bacteria; 


strain DSM 3503 1 


Acetobacter. 


408672 Bacteria_16S 
succiniciproducens strain S411 16S ribosomal RNA, partial 
succiniciproducens Bacteria; 
Anaerobiospirillum. 
408672 Bacteria_16S 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 


Bacteria; 


Sulfurospirillum. 
3170325 3170258 21 


3419199 34191201 


3553966 3553887 1 


3570624 3570545 1 


Acetobacter. 


3575170 3575091 1 


3591981 3591902 1 


3634313 3634238 1 


3635827 3635760 12 


3704243 3704176 20 


; Proteobacteria; Alphaproteobacteria; 


DSM 3508 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospiri 
Acetobacter subgen. 
408672 Bacteria_16S 
6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
408672 Bacteria_16S 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; 


Proteobacteria; 


88 gi| 219846808 
RNA, partial 


sequence 3169032 31704 


Deinococcus 
7 Deinococcus 


ref|NR_026400.1 


9 


Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

80 gi|219846632|ref|NR_026224.1| Gluconobacter 

partial sequence 3417892 3419367 Gluconobacter 

Rhodospirillales; Acetobacteraceae; 

80 gi|219846541|ref|NR_026133.1| Gluconacetobacter 

3552654 3554134 Gluconacetobacter 
Rhodospirillales; Acetobacteraceae; 

80 gi|219846529|ref|NR_026121.1| Acetobacter aceti 

3569313 3570792 Acetobacter aceti 


llales; 


80 gi|219846526 


80 219846515 


sequence 


gi 


76 gi|219846483 


Gammaproteobacteria; 


79 219846482 


36345 


gi 


87 gi| 219846434 


Acetobacteraceae; 


38 Gluconobacter 
Acetobacteraceae; 


sequence 3633011 36344 


Acetobacter; 


ref|NR_026118.1] Gluconobacter oxydans 
oxydans Bacteria; 
Gluconobacter. 

ref|NR_026107.1| Acetobacter 


3590670 3592148 Acetobacter 


Rhodospirillales; Acetobacteraceae; 


ref |NR_026075.1 


7 


Anaerobiospirillum 
8 Anaerobiospirillum 
Aeromonadales; Succinivibrionaceae; 


ref|NR_026074.1| Helicobacter rodentium 


29 3635951 Helicobacter rodentium 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
408672 Bacteria_16S 


Helicobacter. 
Riemerella 


Helicobacteraceae; 
ref|NR_026025.1 


anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 


anatipestifer Bacteria; Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae; Riemerella. 


408672 Bacteria_16S 


3756277 3756210 12 


79 


strain PG43 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
408672 Bacteria_16S 
strain DSM 735 16S ribosomal RNA, 
Proteobacteria; 


halodenitrificans 
halodenitrificans 
Halomonas. 


408672 Bacteria_16S 


strain SEBR 2582 
Proteobacteria; 


syrphidicola Bacteria; 
408672 Bacteria_16S 

chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 
chrysopicola Bacteria; Tenericutes; Mollicutes; 


408672 Bacteria_16S 


Bacteria; 


3893001 3892914 1 


4066928 4066853 1 


4139642 4139563 11 


4158280 4158201 11 


22475 22397 1 


88 


76 


16S ribosomal RNA, partial sequence 4065569 40669 
Deltaproteobacteria; Desulfovibrionales; 
408672 Bacteria_16S 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


90 


90 


79 


strain 12B4 16S ribosomal RNA, partial sequence 


Firmicutes; 


408672 Bacteria_16S 
seropedicae strain Z67 16S ribosomal RNA, 


Bacteria; 


Clostridia; 


64941 64879 9 


111849 111775 1 


Clostridiales; Veillonellaceae; 


71 


75 


strain BR 16S ribosomal RNA, partial sequence 


Spirochaetes; 
strain KB740 16S 


Proteobacteria; 


helvolus Bacteria; 
Pseudoclavibacter. 


408672 Bacteria_16S 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 
vibrioformis Bacteria; 
408672 Bacteria_16S 


Spirochaetales; 
408672 Bacteria_16S 


157648 157586 1 


160700 160622 11 


294855 294793 1 


Chlorobi; 
311537 311472 21 


Chlorobia; 


Spirochaetaceae; Treponema. 


63 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
408672 Bacteria_16S 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


89 


63 


87 


strain HO14 16S ribosomal RNA, partial sequence 


Spirochaetes; 


strain 124-2 16S 
Firmicutes; 


Spirochaetales; 
408672 Bacteria_16S 


Lactobacillales; 
408672 Bacteria_16S 


345275 345197 1 


346835 346757 1 


Lactobacillaceae; 


Spirochaetaceae; Borrelia; Borrelia 


ribosomal RNA, partial sequence 


79 gi| 265678828 

343905 34542 
Lactobacillus. 

79 gi| 265678827 


strain 39 16S ribosomal RNA, partial sequence 


Firmicutes; 


asymbiotica subsp. 


Bacillales; 
408672 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 


401044 400974 1 


Photorhabdus asymbiotica subsp. 


Enterobacteriales; 


gastricus strain 
gastricus Bacteria; 


408672 Bacteria_16S 
GMP01 16S ribosomal RNA, partial sequence 43219 
Paenibacillaceae; 


favisporus strain 
Bacteria; 


Enterobacteriaceae; 
408672 Bacteria_16S 
Kx156A7 16S ribosomal RNA, 
Firmicutes; 


Firmicutes; 
408672 Bacteria_16S 

oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 
oligofermentans Bacteria; 
408672 Bacteria_16S 
G1212 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; 
408672 Bacteria_16S 


413503 413425 1 


433574 433488 1 


Bacillales; 
456757 456671 1 


Firmicutes; 
477847 477769 1 


Rhodobacterales; 
502672 502594 1 


Paenibacillaceae; 


PE 


Gammaproteobacteria; 


complete sequence 63592 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
408672 Bacteria_16S 


Chlorobiales; 


Brevibacillus. 


gi| 219846395 
3754983 37564 


gi| 219846300 
complete sequ 


gi|219846175 


gi|219846121 


Entomoplasmatales 
gi|219846109 


Entomoplasmatales 
gi| 265679049 
21157 22626 

Propionis 

gi| 265679021 

Ox 

gi| 265678988 

110499 11199 


gi| 265678958 
156293 15781 


gi| 265678956 
gi| 265678864 


Chlorob 
gi| 265678853 
310195 31168 


345474 34689 


gi|265678788 


Desulfovibrionaceae; 


ref|NR_025986.1| Mycoplasma bovirhinis 
34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025890.1] Halomonas 
ence 3891636 3893166 Halomonas 
Oceanospirillales; Halomonadaceae; 


Desulfovibrio longus 
longus Bacteria; 
Desulfovibrio. 
NR_025711.1| Spiroplasma 
138305 4139820 Spiroplasma 
; Spiroplasmataceae; Spiroplasma. 
ref|NR_025699.1| Spiroplasma 

4156944 4158458 Spiroplasma 
; Spiroplasmataceae; Spiroplasma. 


ref|NR_025765.1 
84 Desulfovibrio 


ref 


rs 


ref|NR_029357.1| Propionispira arboris 
Propionispira arboris Bacteria; 
pira. 
ref|NR_029329.1| Herbaspirillum 
65117 Herbaspirillum seropedicae 
alobacteraceae; Herbaspirillum. 
ref|NR_029296.1| Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


ref|NR_029266.1| Azoarcus evansii 

8 Azoarcus evansii Bacteria; 

; Azoarcus. 

ref |NR_029264.1 
159387 160848 


Pseudoclavibacter 
Pseudoclavibacter 


les; Micrococcineae; Microbacteriaceae; 
ref|NR_029170.1| Prosthecochloris 
293547 295005 Prosthecochloris 


iaceae; Prosthecochloris. 
ref|NR_029159.1| Borrelia japonica 

7 Borrelia japonica Bacteria; 
burgdorferi group. 

ref|NR_029133.1| Lactobacillus pentosus 
3 Lactobacillus pentosus Bacteria; 


ref|NR_029132.1| Brevibacillus reuszeri 
2 Brevibacillus reuszeri Bacteria; 
ref|NR_029093.1|] Photorhabdus 


rtial sequence 399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


79 


87 


87 


Lactobacillales; 


79 
476 


Rhodobacteraceae; 


79 


strain Sd/3 16S ribosomal RNA, partial sequence 


Firmicutes; 


devriesei strain 
devriesei Bacteria; 


408672 Bacteria_16S 
kayaii strain 1121 16S ribosomal RNA, complete 
. kayaii Bacteria; Proteobacteria; Gammaproteoba 
Photorhabdus. 


luminescens subsp. 
luminescens subsp 
Enterobacteriaceae; 


408672 Bacteria_16S 


Bacillales; 
408672 Bacteria_16S 
CCUG 47156 16S ribosomal RNA, partial 


Firmicutes; Lactobacillales; 


Bacillaceae; 
513308 513222 1 


519341 519271 1 


551480 551402 1 


Bacillus. 


87 


val 


79 


complete sequence 
Lactobacillales; 


gi| 265678779 


Lactobacillaceae 
gi| 265678766 


Paenibacillus 
gi|265678747 


Streptococcaceae; 


ref|NR_029084.1| Lactobacillus 
412124 413673 Lactobacillus 

; Lactobacillus. 

ref|NR_029071.1| Paenibacillus 

6 433742 Paenibacillus favisporus 

ref|NR_029052.1] Streptococcus 
455417 456926 Streptococcus 

Streptococcus. 


gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Paracoccus. 
gi|265678717|ref|NR_029022.1| Bacillus indicus 
501307 502811 Bacillus indicus Bacteria; 
gi|265678710|ref|NR_029015.1| Streptococcus 
sequence 511957 513395 Streptococcus 
Streptococcaceae; Streptococcus. 
gi|265678706|ref|NR_029011.1| Photorhabdus 


cteria; 


sequence 517982 519496 Photorhabdus 
Enterobacteriales; 


gi| 265678685 


versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 


versmoldensis Bacteria; 


Firmicutes; 


Lactobacillales; 


Lactobacillaceae; 


ref|NR_028990.1| Lactobacillus 
550095 551652 Lactobacillus 
Lactobacillus. 


408672 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


408672 Bacteria_16S 


strain Muenster 2 


Bacteria; Actinob 
408672 Bacteria_16S 


strain HKI 0120 1 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 


strain W16 16S ri 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 


lacustris strain 


Friedmanniella. 


Enterobacteriales 
luminescens subsp 


Enterobacteriales 


lusitanum strain 
Bacteria; Proteob 


408672 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


408672 Bacteria_16S 


montpellierensis 
montpellierensis 


408672 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


408672 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


408672 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


408672 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


408672 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


408672 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


408672 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


408672 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


408672 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


408672 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


408672 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


408672 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


408672 Bacteria_16S 


Bacteria; Actinob 


408672 Bacteria_16S 
luminescens subsp. 


Photorhabdus luminescens subsp. 


408672 Bacteria_16S 


611905 611827 1 
TMW 1.80 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; 
631684 631606 11 89 gi 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteri 


79 gi 
complete s 


636247 636169 11 
6S ribosomal RNA, part 


89 gi 


675633 675555 11 89 
bosomal RNA, partial sequence 


gi 


705702 705624 11 89 gi 


724033 723963 1 71 gi 
laumondii strain TTO1 16S ribosomal 


Photorhabdus luminescens subsp. laumond 
; Enterobacteriaceae; Photorhabdus. 
408672 Bacteria_16S 725616 725546 1 71 gi| 265678565 
» akhurstii strain FRGO4 16S ribosomal RNA, part 


akhurst 
Photorhabdus. 


; Enterobacteriaceae; 


739298 739236 9 71 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
762635 762549 1 87 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
767302 767224 1 79 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
776562 776476 1 87 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
830175 830097 1 79 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
916821 916735 1 87 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
1021360 1021274 1 87 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1022913 1022827 1 87 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1024484 1024398 1 87 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1033551 1033473 1 79 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1036594 1036532 9 71 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
1081832 1081754 1 79 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1146939 1146877 9 71 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1225522 1225436 1 87 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1255698 1255620 1 79 gi 


Streptoc 


Ox 
gi 


gi 


Lactob 


dae; Actinomycet 


ial sequence 634924 63640 
omycetales; Micr 


674316 67581 
omycetales; Micr 


EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


775183 77669 


1019984 10214 


1023111 10246 


1035238 10367 


1080469 10819 


1145612 11470 


n DSM 6472 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Paenibacillaceae; B 
1264708 1264634 1 75 gi| 219846655 


265678644 
equence 


265678630 
e 63034 
ales; Micr 
265678627 


ococcineae 
265678599 


ococcineae 
265678579 
ence 70441 
ales; Prop 


265678566 
RNA, parti 


265678555 
ence 73794 
riales; Ox 
265678538 
quence 

illaceae; 
265678535 
artial seq 
tridiales; 
265678529 


occus. 
265678493 
82878 
Selenomon 
265678434 
ence 91544 
; Streptoc 
265678364 


occus. 

265678363 
e sequence 
tococcacea 
265678362 


occus. 
265678356 
sequence 
obacillace 
265678354 


alobactera 
265678322 


253680759 


alobactera 
219878314 
1 sequence 
ptococcace 
219857194 


acillaceae; 


e; 


ceae 


ceae 


ref|NR_028949.1| Lactobacillus 

610536 612079 Lactobacillus 
; Lactobacillus. 
ref|NR_028935.1| Kytococcus schroeteri 
9 631823 Kytococcus schroeteri 
ococcineae; Dermacoccaceae; Kytococcus. 
ref |NR_028932.1| Knoellia subterranea 
2 Knoellia subterranea Bacteria; 
; Intrasporangiaceae; Knoellia. 
ref|NR_028904.1| Dermatophilus chelonae 
0 Dermatophilus chelonae Bacteria; 
; Dermatophilaceae; Dermatophilus. 
ref|NR_028884.1| Friedmanniella 
6 705838 Friedmanniella lacustris 
ionibacterineae; Nocardioidaceae; 
ref|NR_028870.1] Photorhabdus 
al sequence 722663 724202 


ref 
ial 


NR_028869.1 
sequence 


ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028842.1 

761257 762788 
Paenibacillus. 
ref |NR_028839.1 
uence 765978 
Veillonellaceae 
ref |NR_028833.1 
4 Streptococcus 


ref |NR_028796.1 
3 830273 Seleno 
as. 
ref |NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028666.1 
95 Streptococcus 


ref|NR_028665.1 
1021546 102306 
Streptococcus 
ref|NR_028664.1 
30 Streptococcus 


ref|NR_028658.1 

1032165 103372 
Lactobacillu 
NR_028656.1 


ae; 
ref 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ii Bacteria; Proteobacteria; Gammaproteobacteria; 


Herbaspirillum 

pirillum lusitanum 

Herbaspirillum. 
Paenibacillus 
Paenibacillus 


Veillonella 

767386 Veillonella 
Veillonella. 
Streptococcus sinensis 
sinensis Bacteria; 


’ 


Selenomonas noxia 
monas noxia Bacteria; 


Streptococcus 

ococcus intermedius 
ccus anginosus group. 
Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 
Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


; Herbaspiri 


ref|NR_028624.1 


llum. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


ref |NR_028007.1 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


; Collimonas 
ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref |NR_024822.1 

1254345 125584 
revibacillus. 


lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 


lecithinolyticum 


Bacteria; Spirochaetes; Spirochaetales 


v 


Streptococcus 
1 Streptococcus 
Ss. 

Brevibacillus 
5 Brevibacillus 


ref |NR_026247.1 
1263357 126483 


Treponema 
5 Treponema 


Spirochaetaceae; Treponema. 


408672 
subsp. 
subsp. 
408672 


Bacteria_ 


Bacteria_ 


faecium strain DS 


subtilis s 
subtilis B 


16S 1316020 1315942 1 79 gi 


acteria; 
16S 


Firmicutes; Bacillales; 


1346706 1346628 11 89 gi 


train DSM 10 16S ribosomal RNA, partia 
Bacil 


M 4810 16S ribosomal RNA, partial sequ 
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4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

408672 Bacteria_16S 1411369 1411283 1 87 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

408672 Bacteria_16S 1425094 1425032 1 63 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

408672 Bacteria_16S 1432867 1432797 13 83 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

408672 Bacteria_16S 1435936 1435850 1 87 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408672 Bacteria_16S 1439037 1438975 1 63 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

408672 Bacteria_16S 1460111 1460041 1 7a gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

408672 Bacteria_16S 1466274 1466212 1 63 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

408672 Bacteria_16S 1487525 1487447 1 79 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
408672 Bacteria_16S 1623713 1623643 1 71 gi|219878461|ref|NR_025600.1| Sutterella 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 1622384 1623838 Sutterella 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella. 
408672 Bacteria_16S 1626688 1626610 11 89 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

408672 Bacteria_16S 1637366 1637288 1 79 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
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408672 Bacteria_16S 1841444 1841366 1 79 gi|219878308|ref|NR_025447.1| Lactobacillus 
paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408672 Bacteria_16S 1880979 1880901 1 79 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

408672 Bacteria_16S 1896521 1896447 1 75 gi|219878267|ref|NR_025406.1| Desulfococcus biacutus 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 1896659 Desulfococcus biacutus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfococcus. 

408672 Bacteria_16S 1915726 1915640 1 87 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408672 Bacteria_16S 1971896 1971834 9 71 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

408672 Bacteria_16S 1975006 1974928 1 79 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

408672 Bacteria_16S 2051674 2051596 1 79 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

408672 Bacteria_16S 2068397 2068335 1 63 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

408672 Bacteria_16S 2069929 2069867 1 63 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

408672 Bacteria_16S 2106570 2106504 21 87 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
408672 Bacteria_16S 2124800 2124722 1 79 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 2126356 2126278 1 79 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 2189904 2189818 1 87 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

408672 Bacteria_16S 2270614 2270548 9 75 gi|219857553|ref|NR_025141.1]| Treponema 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
azotonutricium Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

408672 Bacteria_16S 2285882 2285804 1 79 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
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408672 Bacteria_16S 2429749 2429663 1 87 gi|219857438|ref|NR_025026.1 
Ssapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 242981 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desu 
408672 Bacteria_16S 2493232 2493154 11 89 gi| 219857388 |ref|NR_024976.1 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera 
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408672 Bacteria_16S 2868684 2868622 9 vi gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

408672 Bacteria_16S 2870265 2870187 1 79 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
408672 Bacteria_16S 2871845 2871767 1 79 gi|219856877|ref|NR_024696.1| Bacillus vallismortis 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 2876587 2876509 1 79 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 2879735 2879657 1 79 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 2882852 2882774 1 79 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 2900861 2900787 11 85 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 


strain IAM 14848 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408672 Bacteria_16S 2903930 2903852 11 89 gi 
strain IFO 15616 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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thermoluteolus Bacteria; Proteobacteria; Betaproteobact 
Hydrogenophilus. 
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strain GTC848 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
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phosphovorus strain NM-1 16S ribosomal RNA, partial seq 


16S ribosomal RNA, partial sequence 2899524 29010 


ococcineae 
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408672 Bacteria_16S 3055885 3055815 1 7a gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 

408672 Bacteria_16S 3057398 3057324 1 75 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

408672 Bacteria_16S 3060435 3060373 1 63 gi|219846882|ref|NR_026474.1| Thauera selenatis 


strain AX39 16S ribosomal RNA, partial sequence 3059104 30605 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
408672 Bacteria_16S 3061976 3061914 1 63 gi|219846881 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rho 
408672 Bacteria_16S 3065013 3064927 1 87 gi| 219846879 
strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 30650 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
408672 Bacteria_16S 3085972 3085894 1 79 gi| 219846865 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequenc 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Paracoccus. 
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408672 Bacteria_16S 3114399 3114337 1 63 gi 
strain DSM 12081 16S ribosomal RNA, complete sequence 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
408672 Bacteria_16S 3153554 3153476 11 89 gi| 219846820 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
408672 Bacteria_16S 3217425 3217339 1 87 gi|219846776 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 32160 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 


408672 Bacteria_16S 3221977 3221915 9 71 gi| 219846773 


219846848 
equence 
tridiales; 
219846846 
31130 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 32206 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
408672 Bacteria_16S 3223496 3223434 9 71 gi|219846772 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Bur 
Janthinobacterium. 

408672 Bacteria_16S 3226464 3226386 11 89 gi| 219846770 


strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
408672 Bacteria_16S 3232509 32324311 79 gi| 219846766 
strain DSM 10020 16S ribosomal RNA, partial sequence 3231181 32326 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 
408672 Bacteria_16S 3280904 3280826 1 79 gi| 219846734 
strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 32810 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacte 
408672 Bacteria_16S 3282423 3282345 1 79 gi| 219846733 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 
carbinolicum Bacteria; Firmicutes; Clostridia; Clostridiales; Eub 
408672 Bacteria_16S 3283947 3283869 1 79 gi| 219846732 
wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 

wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubact 
408672 Bacteria_16S 3285472 3285394 1 79 gi| 219846731 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 32856 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacte 
408672 Bacteria_16S 3331139 3331061 11 89 gi| 219846698 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
408672 Bacteria_16S 3332667 3332589 11 89 gi| 219846697 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


yclaceae 


Rhod 


; Thauera. 
ref|NR_026473.1 

3060645 306213 
docyclales; Rho 
ref|NR_026471.1 
27 Streptococcus 


ref|NR_026457.1 
e 3084717 308611 
bacterales; 


ref|NR_026456.1 
3086162 308755 
obacterales; 


ref |NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026412.1 
; Intrasporangi 
ref|NR_026368.1 
71 3217589 Strept 
occus. 
ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref|NR_026364.1 

3222170 322363 
kholderiales; Ox 


ref|NR_026362.1 


; Intrasporangia 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 

3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref |NR_026323.1 


rium. 
ref|NR_026290.1 
; Micromonos 
NR_026289.1 


neae 
ref 


neae; 


408672 Bacteria_16S 3350857 3350795 9 71 gi|219846684 


di 


Rhod 


Rho 


94 Thauera selenatis Bacteria; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Streptococcus ovis 
ovis Bacteria; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Azoarcus anaerobius 
us anaerobius Bacteria; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
a 


ceae; Terracoccus. 
Streptococcus 
ococcus thoraltensis 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 

0 Acetobacterium 
tobacterium. 
Acetobacterium 

4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 


; Micromonos 
ref |NR_026276.1 


Paucimonas lemoignei 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 


408672 Bacteria_16S 


tyrofermentans strain CNRZ 926 16S ribo 
tyrofermentans Bacteria; Actinobacteria; 
Brachybacterium. 


Dermabacteraceae; 
408672 Bacteria_16S 


alimentarium strain CNRZ 925 16S riboso 
alimentarium Bacteria; Actinobacteria; 
Brachybacterium. 


Dermabacteraceae; 
408672 Bacteria_16S 


strain M17C 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


408672 Bacteria_16S 


strain NCTC 25174 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Cellulomonas. 
408672 Bacteria_16S 


strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 36466 


3355467 3355389 11 


3360154 3360076 11 


3378392 3378314 11 


3416265 3416187 11 


3646531 3646453 1 


89 


somal RNA, 
Actinobacteridae; 


89 


mal RNA, partial sequence 
Actinobacteridae; 


89 


sequence 
omycetales; Micrococcineae; 


89 


79 


gi|219846680 


gi|219846677 


gi|219846664 
3377063 33785 


219846634 
34149 


gi 


gi|219846474 


Actinomycetales; 


Micrococcineae; 


ref|NR_026272.1| Brachybacterium 


complete sequence 3354134 3355645 Brachybacterium 
Actinomycetales; 


Micrococcineae; 


NR_026269.1| Brachybacterium 
3358821 3360332 Brachybacterium 
Micrococcineae; 


ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 
Dermacoccaceae; Kytococcus. 
ref|NR_026226.1| Cellulomonas humilata 
64 3416365 Cellulomonas humilata 
Cellulomonadaceae; 


ref|NR_026066.1| Rhizobium mongolense 
64 Rhizobium mongolense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


408672 Bacteria_16S 
restrictus strain 
restrictus Bacteria; 
408672 Bacteria_16S 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; 
408672 Bacteria_16S 


strain CKK 16S ribosomal RNA, 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


408672 Bacteria_16S 
strain Co53T 16S 
Spirochaetes; 
408672 Bacteria_16S 


3666511 3666425 1 


PER-K23 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 
3693758 3693696 1 


3716217 3716143 15 


3760839 3760773 21 


3798476 3798390 1 


87 


63 


89 


complete sequence 


87 


ribosomal RNA, partial sequence 


Spirochaetales; Spirochaetaceae; Borrelia. 


87 


strain PS-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 


408672 Bacteria_16S 
strain Td-21 16S 


408672 Bacteria_16S 
strain Wai33 16S 
Deinococcus-Thermus; 
408672 Bacteria_16S 


3856120 3856058 1 


3877477 3877411 12 


Deinococci; 
3935557 3935479 1 


63 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


78 


ribosomal RNA, partial sequence 
Thermales; 


79 


strain Karp 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 


408672 Bacteria_16S 


thiocyanatus strain THI 011 16S ribosomal RNA, partial 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
408672 Bacteria_16S 
strain DM-82 16S 


408672 Bacteria_16S 
strain IAM 12670 


408672 Bacteria_16S 
strain NCIMB 8628 
Bacteroidetes; 
408672 Bacteria_16S 


strain gal 1261 16S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 


408672 Bacteria_16S 
strain CM2104 16S 


408672 Bacteria_16S 
strain SW-120 16S 


408672 Bacteria_16S 


violaceinigra strain YIM 31327 16S ribosomal RNA, partial 
violaceinigra Bacteria; 


408672 Bacteria_16S 
strain CLN-1 16S 


408672 Bacteria_16S 


3937021 3936943 1 


3938455 3938377 1 


3974012 3973950 9 


3979681 3979612 11 


3981046 3980968 1 


4012435 4012357 11 


4029105 4029019 1 


4060798 4060736 9 


Proteobacteria; 


4082135 4082065 1 


4110631 4110553 11 


79 


79 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


FE 


16S ribosomal RNA, partial sequence 3972687 39741 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobactera 


80 


16S ribosomal RNA, partial sequence 


Sphingobacteria; Sphingobacteriales; Flexibacterac 


79 


89 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


87 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


71 


Betaproteobacteria; 


Fi 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 


89 


strain HD9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 


Thermaceae; Thermus. 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


3714904 37163 


gi| 219846392 
3759507 37610 


gi| 219846364 
3797117 37986 


gi|219846325 
3854781 38562 


gi| 219846311 
3876152 38776 


gi|219846270 
3934247 39357 


219846268 
sequence 
Rhodo 


gi 


gi|219846267 
3937190 39385 


gi| 219846243 


219846239 
39784 


gi 


gi| 219846238 


gi|219846215 
4011119 40125 


gi|219846204 
4027757 40292 


219846180 
sequenc 
Burkh 
gi|219846165 
4080799 40822 


gi 


gi|219846461|ref|NR_026053.1| Dehalobacter 
partial sequence 3665143 3666628 Dehalobacter 
Clostridiales; Peptococcaceae; Dehalobacter. 
gi| 219846442 |ref|NR_026033.1| Methylosphaera 
3692415 3693865 Methylosphaera hansonii 
Methylosphaera. 
gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


ref|NR_025983.1| Borrelia coriaceae 
25 Borrelia coriaceae Bacteria; 


ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 

ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 

; Azoarcus. 
ref|NR_025901.1| Thermus filiformis 
26 Thermus filiformis Bacteria; 


ref|NR_025860.1| Orientia tsutsugamushi 
05 Orientia tsutsugamushi Bacteria; 
e; Rickettsieae; Orientia. 
ref|NR_025858.1] Paracoccus 

3935756 3937139 Paracoccus 
bacterales; Rhodobacteraceae; 


ref|NR_025857.1| Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 
aceae; Paracoccus. 

ref|NR_025833.1| Duganella zoogloeoides 
37 Duganella zoogloeoides Bacteria; 
ceae; Duganella. 


ref|NR_025829.1| Cytophaga aurantiaca 
37 3979693 Cytophaga aurantiaca Bacteria; 
eae; Cytophaga. 

ref|NR_025828.1| Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025805.1| Janibacter melonis 

97 Janibacter melonis Bacteria; 

; Intrasporangiaceae; Janibacter. 
ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 

eae; Shewanella. 
ref|NR_025770.1] Duganella 

e 4059499 4060937 Duganella 

olderiales; Oxalobacteraceae; Duganella. 
ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 


gi|219846145 
4109294 41108 


ref|NR_025735.1| Kribbella jejuensis 
10 Kribbella jejuensis Bacteria; 


408672 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


408672 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Aestuariibacter. 


408672 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


408672 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


408672 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


408672 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


408672 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


408672 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


408672 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


408672 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


408672 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


408672 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


408672 Bacteria_16S 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


408672 Bacteria_16S 


dassonvillei subs 


4122886 4122816 1 
strain 
Bacteria; Proteobacteria; 
4128945 4128875 1 

JC2043 


ia; Pro 


4130434 4130364 1 
JC2042 
ia; Pro 


4131942 4131864 1 
SF-57 
tes; Bacillales; 
4136510 4136432 11 
rain MQ-4 16S ribosoma 
cteria; 
4138076 4137998 11 
ribosomal RNA, partia 
icutes; Entomoplasmata 
4144338 4144260 11 
ribosomal RNA, partial 
icutes; Entomoplasmata 
4145905 4145827 11 
ain LD-1B 16S ribosoma 
teria; Tenericutes; Mo 
4150590 4150512 11 
ribosomal RNA, partia 
icutes; Entomoplasmata 
4152156 4152078 11 
ibosomal RNA, partial 

icutes; Entomoplasmata 
4153584 4153506 11 
ribosomal RNA, partia 
icutes; Entomoplasmata 
4156715 4156637 11 
ibosomal RNA, partial 

icutes; Entomoplasmata 
43611 43534 11 
strain IMMIB D-1215 16 
Bacteria; Actinobacter 
Nocardiopsis. 
85897 


85820 11 


p. 


les; 


les; 


les; 


les; 


ou 


vg 


71 


79 


89 


89 


1 sequence 
Spiroplasma 


89 


sequence 
Spiroplasma 


89 


89 


1 sequence 
Spiroplasma 


89 


sequence 
les; 


89 


1 sequence 
Spiroplasma 


89 


sequence 
les; 


88 


88 


gi 


4BON 16S ribosomal RNA, partial 
Betaproteoba 


gi 


16S ribosomal RNA, partial seque 
teobacteria; Gammaproteobacteri 


gi 


16S ribosomal RNA, partial seque 
teobacteria; Gammaproteobacteri 


gi 


16S ribosomal RNA, partial sequ 


Planococcaceae; Marin 


gi 


1 RNA, partial s 


Tenericutes; Mollicutes; Entomop 


gi 


4136739 41 


gi 


4143001 41 


gi 


1 RNA, partial s 


llicutes; Entomo 


gi 


4149264 41 


gi 


4150819 41 
Spiroplasma 


gi 


4155378 41568 
Spiroplasma 


gi 


S ribosomal RNA, 
ia; Actinobacter 


gi 


dassonvillei strain IMRU 509 16S ri 


219846135 
sequence 
cteria; Rh 


219846131 
nce 
a; Alte 
219846130 
nce 
a; Alte 
219846126 
ence 41305 
ibacillus. 
219846123 
equence 
lasmatal 
219846122 
382 
taceae; Sp 
219846118 
445 
taceae; Sp 
219846117 
equence 
plasmatale 
219846114 
507 
Sp 
113 
521 
Sp 


taceae; 
219846 


ta 


taceae; Sp 
265679035 
partial s 
idae; Acti 


265679006 
bosomal RN. 


romonad 


romonad 


ref|NR_025725.1 

4121524 41230 
odocyclales; Rh 
ref 21.1 
4 


NR_0257 
127615 41290 
ales; Alter 
ref|NR_025720.1 
4129099 41305 
ales; Alter 


ref|NR_025716.1 
88 4132093 Marin 
ref|NR_025713.1 
135174 41366 
es; Spiroplasma 
ref|NR_025712.1 
54 Spiroplasma t 
iroplasma. 
ref|NR_025708.1 
16 Spiroplasma 1 
iroplasma. 
ref|NR_025707.1 
4 
s; S 
ref |NR_025704.1 
68 Spiroplasma h 
iroplasma. 
ref|NR_025703.1 
96 Spiroplasma f 
iroplasma. 
ref|NR_025702.1 
62 Spiroplasma d 
iroplasma. 
ref|NR_025700.1 
93 Spiroplasma c 
iroplasma. 
ref |NR_029343.1 
equence 42294 
nomycetales; St 


rs 


ref 
A, Pp 


NR_029314.1 
artial sequ 


5 
° 


4 
omonadaceae; 


3 
omonadaceae; 


i 


8 
it 


144567 414608 


piroplasmata 


r 


e 


Petrobacter 
2 Petrobacter 
docyclaceae; 


Aestuariibacter 
8 Aestuariibacter 


Aestuariibacter 
7 Aestuariibacter 


Marinibacillus 
bacillus campisalis 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 
Spiroplasma turonicum 
uronicum Bacteria; 


Spiroplasma litorale 
itorale Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma helicoides 
elicoides Bacteria; 


Spiroplasma floricola 
loricola Bacteria; 


Spiroplasma diminutum 
iminutum Bacteria; 


Spiroplasma corruscae 
orruscae Bacteria; 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


408672 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


408672 Bacteria_16S 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


408672 Bacteria_16S 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
408672 Bacteria_16S 


363060 362991 20 


438253 438180 11 


e; Amycolatopsis. 
1086336 1086247 1 


1098461 1098372 1 


89 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 


84 


89 


Streptosporangineae; Nocardiopsaceae; 


gi 


361716 36321 


gi 


gi 


scabrisporus strain KM-4927 16S ribosomal RNA, partial 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae 


Streptomycetaceae 


408672 Bacteria_16S 


Streptomyces. 
1199901 1199832 20 


’ 


DSM 18053 16S ribosomal RNA, partial sequence 


Bacteria; Bactero 


408672 Bacteria_16S 


idetes; Sphingobacteria; 
1282582 1282505 12 


Streptomycinea 

89 gi| 265678311 
sequence 

; Actinomy: 

89 gi| 228715480 

1198618 12000 

Sphingobacteriales; Fle 

89 gi| 219846087 


strain PYAN-1 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


408672 Bacteria_16S 
avium strain DSM 44156 16S ribosomal RNA, partial sequence 
avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


subsp. 
subsp. 


icutes; 
1476789 1476713 11 


Entomoplasmatales; 


87 


1281261 12827 
Entomoplasmataceae; 


gi 


Nocardiops 
265678813 


; Desulfov 
265678763 
rtial sequ 


265678319 


E 


e; Actinomycet 


is. 
ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; De 
ref|NR_029068.1 
ence 


ales; 


ref |NR_028621.1 
81 Streptomyces 
e; S 
ref|NR_028613.1 

1097121 10985 
cetales; Strept 


ref|NR_027533.1 
10 Dyadobacter f 
xibacteraceae; 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 


219878445 


ref|NR_025584.1 


s 


436922 
Pseudo 


treptomyceta 


9 
omycineae; 


D 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 
Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Streptomyces tauricus 

tauricus Bacteria; 

ceae; Streptomyces. 
Streptomyces 

9 Streptomyces 


Dyadobacter fermentans 
ermentans DSM 18053 
yadobacter. 
Entomoplasma somnilux 
somnilux Bacteria; 


Mycobacterium avium 


1475465 1476936 Mycobacterium avium 


Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 


408672 Bacteria_ 
strain DSM 40597 


408672 Bacteria_ 
strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_1 


strain DSM 44494 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_1 
myxococcoides str 
myxococcoides Bac 


Sporocytophaga. 


408672 Bacteria_1 
halotolerans stra 
halotolerans Bact 


Nocardiopsaceae; 


408672 Bacteria_1 
lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 
408672 Bacteria_1 


strain YIM 90003 


Actinobacteria; Actinobacteridae; Actin 


Streptomonospora. 


408672 Bacteria_16S 
strain KS9 16S ri 
Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 
Nocardiopsaceae; 


408672 Bacteria_16S 


NRRL B-24104 16S 


Tenericutes; Moll 


408672 Bacteria_16S 
kunsanensis strai 


kunsanensis Bacte 
Nocardiopsaceae; 


408672 Bacteria_16S 
salina strain YIM 


Bacteria; Actinob 
Streptomonospora. 


408672 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


408672 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
408672 Bacteria_16S 
n ALA-3 16S ribosomal RNA, partial seq 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


408672 Bacteria_16S 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


408672 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


408672 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


408672 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


408672 Bacteria_16S 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 


16S 1601002 1600913 1 89 gi 


16S 1640300 1640223 11 
ribosomal RNA, partial 


88 
sequence 
omycetales; 
1741068 1740991 11 88 


gi 


6S 
16S ribosomal RNA, par 


gi 


omycetales; 
6S 1818516 1818447 11 80 
ain DSM 11118 16S ribo 
teria; Bacteroidetes; 


gi 
Sphingobacteria; 


6S 1877838 1877761 11 
in DSM 44410 16S ribos 
eria; Actinobacteria; 
Nocardiopsis. 

6S 2080684 2080607 11 
in DSM 4903 16S riboso: 
eria; Actinobacteria; 
eae; Propionimicrobium. 
6S 2157986 2157909 11 
16S ribosomal RNA, par 


88 gi 


88 gi 


88 gi 
omycetales; 


2253553 2253476 11 
bosomal RNA, partial s 


88 
equence 
omycetales; 
2334118 2334041 11 88 
ain YIM 90004 16S ribo 
teria; Actinobacteria; 
Nocardiopsis. 

2343082 2343005 11 88 
ribosomal RNA, partial sequence 


gi 


gi 


gi 


2365930 2365853 12 89 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2402242 2402165 11 88 gi 
n HA-9T 16S ribosomal 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
2409925 2409848 11 
90002 16S ribosomal RN. 
acteria; Actinobacteri 


gi 


88 gi 
A, partial seque 
dae; Actinomycet 


2511402 2511325 11 
16S ribosomal RNA, pa 
acteria; Actinobacteri 


88 gi 
rtial sequence 
dae; Actinomycet 


2512910 2512833 11 88 gi 
7 16S ribosomal RNA, partial sequence 
Stre 

gi 


2574785 2574704 8 89 


ria; Proteobacteria; Deltaproteobacter 
2693474 2693397 11 88 gi 
TT 00-51 16S ribosomal RNA, partial se 
eae; Planotetraspora. 

2756349 2756272 12 89 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2860951 2860871 8 89 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2922410 2922342 20 89 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
3256689 3256612 11 88 gi 


Stre 


somal RNA, parti 


omal RNA, partia 


Actinobacteridae 


mal RNA, partial 
Actinobacteridae 


somal RNA, parti 


Actinobacterida 


RNA, partial seq 


a; Actinobacteria; Actinobacteridae; Act 


pt 
al 
Ss 


2 
1 
; 


s 


, 
pt 


pt 


al 
e; 


do 


ue 
A 


nc 
al 


al 


pt 
ue 


ia 


qu 


ne 
er 


ar 
ob 


ue 
al 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; pt 
219878450 

1638983 16404 
Strept 
219878380 
tial sequence 1739732 17412 
Stre 


219878324 


19878283 


219878136 


219857630 
tial sequence 2156657 21581 
Stre 


219857564 

2252243 22536 
Stre 
219857507 


219857500 
2341772 23432 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
408672 Bacteria_16S 
strain E42 16S ri 


219857483 
2364627 23660 


219857459 


219857454 


219857370 


219857369 


219857285 


219857193 


219857149 


219856884 


219856842 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomycet 
ref|NR_025589.1 
69 Nocardiopsis 
ineae; Nocardio 
ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardio 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


omycinea 


osporang 


osporang 


sequenc 
phingoba 


ref|NR_025422.1 
1876505 187800 
cetales; Strepto 


sequence 
Actinomy 


ref|NR_025275.1 
2079371 208087 
cetales; Propion 


equence 
Actinomy 


ref|NR_025219.1 


osporangineae; Nocardiop 
ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025095.1 
sequence 2332775 233429 


Actinomycetales; Strept 


osporang 


ref|NR_025088.1 


Pseudonocar 
NR_025071.1 


nocardineae; 


ref 


ref |NR_025047.1 
2400924 240237 
etales; Streptos 


nce 
ctinomyc 


ref|NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


24085 
Stre 


e 
es; 


ref |NR_024958.1 
68 2511541 Nocard 


ptosporangineae; 


25100 
es; Stre 
ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref|NR_024916.1 
2573428 257495 
ovibrionales; De 


25115 
osporang 


nce 
Desulf 


v 


NR_024821.1 
2692168 269363 
ales; Streptospo 


ence 
inomycet 


v 


ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 


e 27549 
ales; Th 


tial seq 
acteria; 


nce 


es; Euba 


219846750 


Streptomyces violens 


violens Bacteria; 
a 


ceae; Streptomyces. 
Nocardiopsis aegyptia 


aegyptia Bacteria; 
Pp 


saceae; Nocardiopsis. 
Nocardiopsis halophila 


halophila Bacteria; 
Pp 


saceae; Nocardiopsis. 
Sporocytophaga 

7 Sporocytophaga 

bacteraceae; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Propionimicrobium 
2 Propionimicrobium 


ibacterineae; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

9 Nocardiopsis 

osporangineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 
Desulfovibrio 

7 Desulfovibrio 
sulfovibrionaceae; 


Planotetraspora 
9 Planotetraspora 
rangineae; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Pseudomonas 

1 2861120 Pseudomonas 
adyrhizobiaceae. 
Eubacterium 

6 Eubacterium 

cterium. 


ref|NR_026342.1 
3255372 325683 


Nocardiopsis 
2 Nocardiopsis 


lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Nocardiopsis. 

408672 Bacteria_16S 3261224 3261147 11 

dassonvillei subsp. 
Nocardiopsis dassonvillei subsp. 

Actinomycetales; 

408672 Bacteria_16S 

fulvum strain DSM 


3329621 3329532 1 


Dactylosporangium. 
408672 Bacteria_16S 
thailandense DSM 


3343234 33431451 


Dactylosporangium. 


408672 Bacteria_16S 3775761 3775692 20 


putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


408672 Bacteria_16S 
strain UC/MF 16S 


3780415 3780350 14 


88 


gi 


219846747 


ref 


albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 


NR_026339.1 


Streptosporangineae; 


Nocardiopsis 
3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


89 


89 


89 


79 


ribosomal RNA, partial sequence 


Streptosporangineae; Nocardiopsaceae; 


gi 


43917 16S ribosomal RNA, partial sequence 33282 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


43158 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 
37 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


408672 Bacteria_16S 3859075 3859010 14 


79 


strain DD 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


408672 Bacteria_16S 3924886 3924797 1 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
408672 Bacteria_16S 


Streptomyces. 
3926467 3926378 1 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 
408672 Bacteria_16S 


Streptomyces. 
3928047 3927958 1 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
408672 Bacteria_16S 
strain RL-34 16S 


Streptomyces. 
3929628 3929539 1 
ribosomal RNA, 


408672 Bacteria_16S 
strain YIM 90010 


4062283 4062206 11 


408672 Bacteria_16S 4119721 4119652 20 


89 


89 


89 


89 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


88 


89 


strain YJS 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 
408672 Bacteria_16S 4202379 4202290 1 
olivochromogenes 
olivochromogenes 
Streptomycetaceae; 
408672 Bacteria_16S 
strain B7319 16S 


Streptomyces. 
4203877 4203788 1 


408672 Bacteria_16S 4217630 4217553 11 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 


408672 Bacteria_16S 75580 75501 1 


Entomoplasmatales; 


89 


89 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


88 


80 


gi 


3857775 38592 


gi 


219846699 


219846689 
33419 


219846380 


219846377 


79118 37805 


219846323 


219846278 


Nocardiopsis. 
ref 
90 3329764 Dactylosporangium fulvum 
Micromonosporineae; 


ref 
03 3343371 Dactylosporangium thailandense 
Micromonosporineae; 


ref 
3774462 37759 
Mycoplasma. 
ref 
43 Mycoplasma sturni Bacteria; 


ref 
05 Mycoplasma gallinaceum Bacteria; 


ref 


complete sequence 


gi 


gi 


complete 


gi 


3928271 39298 


219846277 
complete 


219846276 
sequence 


219846275 


Streptomycineae; 


gi 


16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846178 


Actinomycetales; 


ref 
sequence 39251 


ref 
3926691 39282 
Actinomycetales; 


ref 
00 Streptomyces 
treptomycetaceae; 


s 


ref 
36 Nocardiopsis 


Streptosporanginea 


gi 


4118405 41199 
Entomoplasmataceae; 


gi 


gi 


4202580 42040 


219846138 


219846074 


219846073 


Streptomycineae; 


gi 


gi 


phaeovibrioides strain 2631 16S ribosomal RNA, partial 


phaeovibrioides Bacteria; Chlorobi; 
Chlorobium. 
408672 Bacteria_16S 118100 118024 11 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


ulcerans Bacteria; 
Corynebacteriaceae; Corynebacterium. 
408672 Bacteria_16S 125698 125610 1 


Chlorobia; 


87 


89 


Chlorobiales; 


gi 


gi 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial 


moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; 


408672 Bacteria_16S 127261 127185 11 


strain Prevot 247 


408672 Bacteria_16S 399435 399359 11 


87 


87 


gi 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


gi 


219846063 


265678979 
sequence 


265678978 
12591 


265678789 


ref 
00 Mesoplasma syrphidae Bacteria; 
Mesop 
ref 
strain DSM 40451 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
ref 
27 Streptomyces aureus Bacteria; 
treptomycetaceae; 


s 


ref 


tinomycetales; 


ref 
124349 12586 


Ni 


ref 
8 127358 Actin 


Ac 


NR_026291.1 


NR_026281.1 


NR_025971.1 


NR_025968.1 


NR_025913.1 


NR_025868.1 
39235 


NR_025867.1 


NR_025866.1 


NR_025865.1 


NR_025768.1 


e; 
NR_025728.1 


lasma. 
NR_025664.1 
42010 


NR_025663.1 


NR_025653.1 


NR_029287.1 


trospira. 
NR_029286.1 


ref 


neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 


NR_029094.1 


2 


2 
Streptomycineae; 


at 


2 
Streptomycineae; 


8 
Streptomycineae; 


7 


Dactylosporangium 
Micromonosporaceae; 
Dactylosporangium 
Micromonosporaceae; 


Mycoplasma 
7 Mycoplasma 


Mycoplasma sturni 


Mycoplasma gallinaceum 


Streptomyces 
9 3925059 Streptomyces 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomyces scabiei 
scabiei Bacteria; 
Streptomyces. 
Nocardiopsis salina 
salina Bacteria; 


Nocardiopsaceae; Nocardiopsis. 


Mesoplasma syrphidae 


Streptomyces 
2 4202529 Streptomyces 
Streptomyces aureus 


Streptomyces. 
Nocardiopsis 


4216320 4217772 Nocardiopsis 
Actinomycetales; Streptosporangineae; 
265679014|ref|NR_029322.1| Chlorobium 
sequence 74295 75601 Chlorobium 
Chlorobiaceae; Chlorobium/Pelodictyon group; 
265678984 |ref|NR_029292.1| Corynebacterium 
116781 118270 Corynebacterium 


Corynebacterineae; 


Nitrospira 
Nitrospira 


Actinomyces meyeri 


omyces meyeri Bacteria; 
tinomycetaceae; Actinomyces. 


Nocardia 


398145 399618 Nocardia 


408672 Bacteria_16S 


strain YIM 70085 


halotolerans stra 
halotolerans Bact 
Corynebacteriacea 


408672 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


408672 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


408672 Bacteria_16S 


IMMIB R-145 16S r 


Actinobacteria; Actinobacteridae; 
408672 Bacteria_16S 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


408672 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


408672 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; G 


408672 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; G 


408672 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


408672 Bacteria_16S 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


408672 Bacteria_16S 


strain B2 16S rib 
Proteobacteria; G 


408672 Bacteria_16S 


strain YIM90005 1 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


408672 Bacteria_16S 


strain S1 16S rib 


kondratievae stra 
Bacteria; Proteob 


408672 Bacteria_16S 


mexicanus strain 
Bacteria; Proteob 


408672 Bacteria_16S 


siderophilus stra 
siderophilus Bact 
Thermoanaerobacte 


408672 Bacteria_16S 


strain IEGM 16S r 
Actinobacteria; A 


408672 Bacteria_16S 


strain 213E 16S r 
Actinobacteria; A 


408672 Bacteria_16S 


strain IFM 10035 
Actinobacteria; A 


408672 Bacteria_16S 


422666 422594 11 83 gi 


428917 428841 11 87 gi 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

464213 464141 8 80 gi 
n AS1.1761 16S ribosomal RNA, partial 

ria; Proteobacteria; Alphaproteobacter 
510263 510187 11 87 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
545237 545161 11 
ibosomal RNA, partial sequence 
Actinomycetales; Cory 
552980 552904 11 87 gi 
613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


87 gi 


669545 669469 11 87 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

746729 746641 1 89 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
748104 748016 1 89 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
749479 749391 1 89 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
750854 750766 1 89 gi 
in 7N16 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


gi 


753604 753516 
osomal RNA, partial 
ammaproteobacteria; 
774934 774858 


i 

sequence 
Pseudomonadales; M 
11 87 gi 


89 gi 


778060 777984 11 87 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

837745 837669 11 
osomal RNA, partial sequence 


87 gi 


848409 848331 1 79 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
858892 858820 8 80 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
905979 905891 1 89 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
a 

918369 918293 11 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
919934 919858 11 87 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1039648 1039572 11 87 


87 gi 
Cory 
gi 


Cory 
gi 
16S ribosomal RNA, par 


ctinobacteridae; Actinomycetales; Cory 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408672 Bacteria_16S 


543951 54542 


745469 74679 


746844 74816 


748219 74954 


752344 75366 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
408672 Bacteria_16S 


836449 83791 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
408672 Bacteria_16S 


917039 91855 


918602 92011 


tial sequence 1038318 10398 


265678773 


ococcineae 
265678769 

sequence 
Actinomy 


v 


265678742 
sequence 
ia; Rhizob 
265678712 
quence 
inomycetal 


265678689 


nebacterin 
265678684 
e 55170 
ales; Cory 


265678603 
al sequenc 
e; Actinom 


265678549 


oraxellace 
265678548 


oraxellace 
265678547 


oraxellace 
265678546 
uence 
ria; Pseud 
265678544 


oraxellace 
265678530 


donocardin 
265678528 
sequence 
dae; Actin 


265678488 


nebacterin 
265678481 
nce 84713 
terales; R 
265678473 
ce 85752 


265678441 
ence 90455 
aerobacter 


265678433 


nebacterin 
265678432 


nebacterin 
265678352 


nebacterin 


1041157 1041081 11 87 gi 


ibrionales; 


ref |NR_029078.1 


; Yaniellaceae; 

ref|NR_029074.1 
427586 429077 

cetales; Coryneb 


ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref|NR_029017.1 

508981 510331 
es; Corynebacter 
ref |NR_028994.1 
eae; Nocardiacea 
ref |NR_028989.1 
3 553077 Coryne 
nebacterineae; C 


ref|NR_028908.1 
e 668320 669706 
ycetales; Actino 


ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref|NR_028850.1 

749594 750918 
omonadales; Mora 


ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028834.1 


eae; Pseudonocar 
ref |NR_028832.1 

776745 778221 
omycetales; Cory 
ref|NR_028791.1 
eae; Nocardiacea 
ref |NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


’ 


ref|NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


Gordoniacea 
NR_028654.1 


eae; 
ref 


eae; Nocardiacea 


265678351 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Corynebacterium 
Corynebacterium 

acterineae; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Corynebacterium 
Corynebacterium 
ineae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Corynebacterium 

bacterium aquilae 

orynebacteriaceae; 


Arcanobacterium 
Arcanobacterium 
mycineae; 


Acinetobacter tandoii 
tandoii Bacteria; 
oe) 

Acinetobacter gerneri 
gerneri Bacteria; 
rs 

Acinetobacter bouvetii 
bouvetii Bacteria; 
r. 

Acinetobacter 

Acinetobacter 
xellaceae; 


Acinetobacter baylyi 
baylyi Bacteria; 
rs 

Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Gordonia 

Gordonia 
nebacterineae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Paracoccus 
ccus kondratievae 
Paracoccus. 
Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 


ref |NR_028653.1 


Nocardia pneumoniae 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


408672 Bacteria_16S 
strain IFM 0575 1 


408672 Bacteria_16S 
strain IFM 10084 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 


1042695 1042619 11 


1044255 1044179 11 


87 


87 


gi 


gi 


Cory 


265678350 


ial sequence 1041385 10428 
omycetales; 


265678349 


tial sequence 1042934 10444 


nebacterin 


ref |NR_028652.1 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

408672 Bacteria_16S 1045811 1045735 11 87 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

408672 Bacteria_16S 1053387 1053311 11 87 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

408672 Bacteria_16S 1054892 1054824 11 79 gi|265678341|ref|NR_028643.1| Sulfurimonas 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Sulfurimonas. 

408672 Bacteria_16S 1131762 1131686 11 87 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
408672 Bacteria_16S 1148427 1148351 11 87 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

408672 Bacteria_16S 1160519 1160439 1 81 gi| 228721485 |ref|NR_027608.1| Desulfotomaculum 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

408672 Bacteria_16S 1237722 1237654 8 76 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

408672 Bacteria_16S 1246766 1246690 11 87 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
408672 Bacteria_16S 1257207 1257131 11 87 gi|219857144|ref|NR_024772.1| Corynebacterium 


efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 12573 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Corynebacterium. 
408672 Bacteria_16S 
strain CBS 107.95 
Bacteria; Actinob 
408672 Bacteria_16S 
strain NCIMB 7030 


408672 Bacteria_16S 
subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 

408672 Bacteria_16S 


subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


facile subsp. ure 
Hyphomicrobium. 

408672 Bacteria_16S 
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408672 Bacteria_16S 
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29176 Bacteria; F 
408672 Bacteria_16S 
strain TN-272 16S 
Firmicutes; Clost 
408672 Bacteria_16S 
bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 

408672 Bacteria_16S 
strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 

408672 Bacteria_16S 
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408672 Bacteria_16S 
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80 


gi 
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gi 
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erans Bacteria; Proteobacteria; Alphap 


gi 
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Clostridiales; 


80 
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87 


87 


80 
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87 


gi 
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Ruminococc 
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Clostridiaceae; 


gi 


LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 
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al sequenc 


219846947 
14892 
ales; 


219846714 


1492298 14937 


gi 


219857610 


Cory 


Cory 
ococcineae 
rtial sequ 


roteobacte 


partial s 
aproteobac 


nebacterin 


Clostridiu 


Actinomyce 


Cory 


obacterace 


nebacterineae; C 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref |NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_027579.1 
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aceae; Ruminococ 
ref|NR_024719.1 


m. 
ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ref |NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


v 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Corynebacterium durum 
bacterium durum 


orynebacteriaceae; 


Xanthobacter agilis 


agilis Bacteria; 


ref |NR_025199.1 


Nocardia 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 


408672 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


408672 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


408672 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


408672 Bacteria_16S 
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Proteobacteria; A 


408672 Bacteria_16S 
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Pseudonocardiacea 


408672 Bacteria_16S 
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Kibdelosporangium aridum subsp. 
Pseudonocardineae; 
408672 Bacteria_16S 


Actinomycetales; 
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Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
408672 Bacteria_16S 


xylanivorans stra 
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Actinomycetaceae; 


408672 Bacteria_16S 
in CCUG 44997 16S ribo 
eria; Actinobacteria; 


cardiffensis stra 
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408672 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


408672 Bacteria_16S 
UG 39943 16S ribosomal 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_1 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
bosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 
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teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 
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1853501 1853425 11 87 gi 


s 
da 


a; Actinobacteri 


6S 1859542 1859466 11 87 gi 


al 


v 


6S 1873357 1873269 1 89 gi 


6S 1902489 1902413 11 87 gi 


ia 


Actinomyces. 
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Kibdelosporangium 
6 Kibdelosporangium 
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34 Actinomyces oricola Bacteria; 
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Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Actinomyces 

2 Actinomyces 


Actinomyces 
1 Actinomyces 


Actinomycineae; 


Nocardiopsis 
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Nocardiopsaceae; 


Corynebacterium 
6 Corynebacterium 
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Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
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seudonocardiaceae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 
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5 Thermobifida 
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Corynebacterium 
1 Corynebacterium 
acterineae; 


Acinetobacter parvus 
parvus Bacteria; 
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5 Actinomyces 
mycineae; 


Actinomyces catuli 
myces catuli Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


Labrys monachus strain 
41 Labrys monachus Bacteria; 


408672 Bacteria_16S 
strain LUH 3792Ty 
Proteob 
408672 Bacteria_16S 
albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 
408672 Bacteria_16S 
radicidentis stra 
radicidentis Bact 


Bacteria; 


Actinomycetaceae; 


408672 Bacteria_16S 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


408672 Bacteria_16S 


propionicum strai 
propionicum Bacte 
Propionibacteriac 


408672 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


408672 Bacteria_16S 


strain YIM 90001 


strain F829 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
408672 Bacteria_16S 2221641 2221561 8 88 gi| 219857585 |ref|NR_025173.1 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
408672 Bacteria_16S 


aminoxidans strai 
Bacteria; Proteob 


408672 Bacteria_16S 
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Tenericutes; Moll 
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408672 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 
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acteria; Alphaproteobacteria; Rhizobia 
2233755 2233679 11 87 gi 


nc 
le 


ne 
2350614 2350527 1 89 gi 
ain S1 16S ribosomal RNA, partial sequ 
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2384051 2383975 11 87 gi 
92 16S ribosomal RNA, partial sequence 
ne 
2400729 2400650 9 89 gi 
strain CM2 16S ribosomal RNA, partial 
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219878244 
ia 
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219857399 
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oraxellaceae; Ac 
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cetales; Pseudon 
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dales; M 


1 sequen 
Actinomy 
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ref|NR_025254.1 
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domonadales; Mor 


e sequen 
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ref|NR_025224.1 


Pseudonocar 
NR_025216.1 


nocardineae; 


ref 


acteraceae; Xanthobacter 
ref|NR_025172.1 
92 2223169 Xantho 
obacteraceae; Xa 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025082.1 
35 2350745 Hyphom 
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ref|NR_025077.1 
68 2358432 Propio 
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22217 
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S; 


22324 
bacterin 
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s; Hypho: 


23569 
es; Prop 
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52 2384208 Nocard 
eae; Nocardiacea 
ref |NR_025048.1 

2399427 240087 
hizobiales; Hyph 


23827 
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ref |NR_025017.1 


bacterineae; Nocardiacea 
ref|NR_025006.1 

2451243 245274 
ceae; Seinonell 
ref |NR_024993.1 


sequence 
nomyceta 


ostridium. 


ref |NR_024987.1 


2496256 2496180 11 87 gi|219857386|ref|NR_024974.1 
ATCC 700640 16S ribosomal RNA, partial sequence 2494920 249625 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
2505276 2505197 1 80 gi| 219857379 |ref|NR_024967.1 
R1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporob 
tes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 
2564031 2563963 11 79 gi|219857335|ref|NR_024923.1 


a. 


Acinetobacter ursingii 
obacter ursingii 
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Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Alkanindiges 
9 Alkanindiges 


axellaceae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Xanthobacter viscosus 


viscosus Bacteria; 


Xanthobacter 
bacter aminoxidans 
nthobacter. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Hyphomicrobium 
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phomicrobium. 
Propioniferax innocua 
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Propionibacteriaceae; 


Nocardia abscessus 
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e; Nocardia. 
Hyphomicrobium 

3 Hyphomicrobium 
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Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
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Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Streptococcus 
6 Streptococcus 


Sporobacterium 
acterium olearium 


Helicobacter 


mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 


mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 
408672 Bacteria_16S 
strain DSM 43194 


408672 Bacteria_16S 
strain GSL-But2 1 
Proteobacteria; D 
408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


408672 Bacteria_16S 
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sulfurophilus Bac 
Thermoanaerobacte 
408672 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Hyphomicrobium. 
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408672 Bacteria_16S 
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Sandaracinobacter 
408672 Bacteria_16S 
strain DSM 40297 
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eria; 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
cteria; Actinobacteria 


ardia. 


1 16S ribosomal RNA, p 
Actinobacteria; Actinobacteridae; Actin 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


ain DSM 
teria; 


in DSM 


2611711 2611635 11 


2642403 26423151 


2678507 2678431 11 


2689006 2688930 11 


2720479 2720403 11 
IFM 0265 16S ribo 


v 


2834781 2834705 11 


2985943 2985867 11 


3040579 3040503 11 


3084527 3084439 1 
Firmicutes; 


3125023 3124944 9 


3126512 3126433 9 


P 


3197927 3197840 1 


3258202 3258126 11 


87 


89 


87 
sequence 


omycetales; 


87 


87 


somal RNA, parti 
Actinobacterid 


87 


artial sequence 
omycetales; 


87 


ain L-64 16S ribosomal RNA, partial se 
teria; 


RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408672 Bacteria_16S 
strain DSM 43377 


3259714 3259638 11 


87 


gi| 219857258 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


do 


gi|219857230 


6S ribosomal RNA, partial sequence 2641027 26425 
eltaproteobacteria; Desulfobacterales; 


D 


gi|219857204 


2677198 26786 
bacterin 


Cory 
gi 


ne 
219857197 


tial sequence 2687699 26891 
omycetales; 


ne 

219857175 
al 
ae 


Cory 
gi 


v 


gi| 219856901 


ne 
219846933 


Cory 
gi 


ial sequence 2984634 29861 


16S ribosomal RNA, partial sequence 3256883 32583 
osporang 


Stre 
gi 


pt 
219846748 


16S ribosomal RNA, partial sequence 3258396 32598 


nocardin 


esulfoba 


bacterin 
sequenc 


Actino: 


28334 
bacterin 


ref|NR_024889.1 
eae; Pseudonoca 
ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024832.1 


Nocardiace 
NR_024825.1 


eae; 
ref 


eae; Nocardiace 
ref |NR_024803.1 
e 2719156 272065 
mycetales; Cory 


ref |NR_024722.1 
eae; 


ref|NR_026525.1 


inea 
ref 


e; Nocardiop 
NR_026340.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
408672 Bacteria_16S 3297678 3297618 20 80 gi| 219846723 |ref|NR_026315.1 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudo 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivib 
408672 Bacteria_16S 3299205 3299145 20 80 gi|219846722|ref|NR_026314.1 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 329934 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 
408672 Bacteria_16S 3308430 3308358 8 80 gi|219846716|ref|NR_026308.1 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xantho 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xa 
408672 Bacteria_16S 3309892 3309820 8 80 gi|219846715|ref|NR_026307.1 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacte 
408672 Bacteria_16S 3413335 3413259 11 87 gi|219846636|ref|NR_026228.1 
strain NCTC 10951 16S ribosomal RNA, partial sequence 3412006 3413422 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
408672 Bacteria_16S 3417749 3417673 11 87 gi|219846633|ref|NR_026225.1 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 341641 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actin 
Actinomycetaceae; Actinomyces. 

408672 Bacteria_16S 3438140 3438052 1 89 gi|219846618|ref|NR_026210.1 


n 


66 2834941 Nocard 
Nocardiacea 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
r 


diaceae; Prauserella. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
a 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 
a 


e; Nocardia. 
Nocardia 

4 Nocardia 

ebacterineae; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 
Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


omycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
87 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 
6S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
nebacterineae; Gordoniaceae; Gordonia. 
89 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
quence 3083185 3084666 Thermoanaerobacter 
Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
89 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
89 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
5458 16S ribosomal RNA, partial sequence 3125234 3126653 Hyphomicrobium 
roteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
89 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
uence 3196654 3198070 Sandaracinobacter 
; Sphingomonadales; Sphingomonadaceae; 
87 gi|219846749|ref|NR_026341.1| Nocardiopsis listeri 


45 Nocardiopsis listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


56 Nocardiopsis alba Bacteria; 


saceae; Nocardiopsis. 
Pseudobutyrivibrio 

butyrivibrio ruminis 
rio. 

Blautia 

2 Blautia 


Xanthobacter 
bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 
r. 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Actinomyces 

6 3417841 Actinomyces 
omycineae; 


Acinetobacter 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


408672 Bacteria_16S 
DSM 2403 16S ribo 
Proteobacteria; G 
408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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Proteobacteria; E 
408672 Bacteria_16S 
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Proteobacteria; E 
408672 Bacteria_16S 
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408672 Bacteria_16S 
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lactatifermentans 
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Proteobacteria; G 
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Proteobacteria; Alphaproteobacteria; 


408672 Bacteria_16S 
strain M6 16S rib 


Proteobacteria; Alphaproteobacteria; 


408672 Bacteria_16S 
asaccharolytica s 
asaccharolytica B 
Sphingomonas. 

408672 Bacteria_16S 
camporealensis st 


16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 


ridia; 


Clostridia; 
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3441159 34410711 
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Proteobacteria; 


3444178 3444090 1 


DSM 30007 16S ribosomal RNA, 
a; Proteobacteria; Gammaproteobacteria 


3495972 3495896 11 
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3598090 3598034 20 
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3819802 3819734 11 
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4100086 4100026 20 
Bacteroidetes; 
4220691 4220611 9 
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89 


89 


89 


in DSM 6962 16S ribosomal RNA, 
Gammaproteobacte 


89 


87 


complete sequence 


76 


76 


n RHM5 16S ribosomal RNA, partial sequ 
Clostridiales; 


79 


79 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


89 


n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


87 


train JC2050 16S ribosomal RNA, partia 
acteria; 


strain G17 16S ribosomal RNA, partial 
Bacteria; 


nebacterineae; Nocardiacea 

80 gi| 219846153 |ref|NR_025743.1 

1 sequence 4098796 410017 
Sphingobacteria; Sphingobacteriales; Cyc 
89 gi|219846061|ref|NR_025651.1 
sequence 4219342 422083 

Clostridia; Clostridiales; Clostridiaceae 
88 gi|265679061|ref|NR_029369.1 


complete 


gi|219846617 


somal RNA, partial sequence 3438312 3439771 Acine 
ammaproteobacteria; Pseudomonadales; Mor 


gi| 219846616 


6S ribosomal RNA, partial sequence 3439822 34412 
ammaproteobacteria; Pseudomonadales; Mor 


gi|219846615 
complete 
ria; 
219846614 
sequence 


gi 


, 


219846579 
34946 


gi 
ales; 


gi| 219846559 


6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiaceae; 


fone 
219846509 
ence 35967 
spiraceae; 
219846438 


gi 


Lachno 
gi 


6S ribosomal RNA, partial sequence 3696887 36983 
psilonproteobacteria; Campylobacterale 


S; 
gi| 219846350 
3818485 38199 
s; Helicob 
219846263 
nce 39429 
rillales; 

219846169 


gi 


gi 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


axellace 


axellace 


sequence 
Pseudomon 


Pseudomo 


Pseu 


Helicob 


ref 
toba 


NR_026209.1 
cter lwoffi 
ae; Acinetobact 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobact 
ref |NR_026207.1 

3441331 344279 
adales; Mora 


ref |NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref|NR_026151.1 


ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilytic 
ref|NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
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di: 
e 


e 


camporealensis Ba 
Corynebacteriacea 


408672 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 


408672 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


408672 Bacteria_16S 


strain CE40 16S r 


16S ribosomal RNA, partial sequence 3080 4533 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

5883 5812 8 79 gi|265679060|ref|NR_029368.1 
bosomal RNA, partial sequence 4584 5982 

Rhizobiales; Bartonellaceae; Bartonella. 

7344 7273 8 79 gi| 265679059 |ref|NR_029367.1 

osomal RNA, partial sequence 6033 7437 
Rhizobiales; Bartonellaceae; Bartonella. 

67983 67904 1 80 gi|265679019|ref|NR_029327.1 
train Y-345 16S ribosomal RNA, partial sequence 66694 68135 
acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 

69516 69429 1 87 gi| 265679018 |ref|NR_029326.1 
rain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
e; Corynebacterium. 

93415 93348 11 78 gi|265679001|ref|NR_029309.1 
ain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 
teria; Deferribacteres; Deferribacterales; Deferribacteraceae; G 

102788 102701 1 88 gi|265678995|ref|NR_029303.1 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibaci 

124211 124132 11 89 gi|265678980|ref|NR_029288.1 
ibosomal RNA, partial sequence 122905 124298 Cellulomonas 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
149836 149769 12 79 gi| 265678963 |ref|NR_029271.1 


408672 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


bosomal RNA, partial sequence 


Acinetobacter lwoffii 
Bacteria; 
By 
Acinetobacter junii 
junii Bacteria; 
ia 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 
ostridium. 


Clostridium 
idium lentocellum 


um. 


Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Acidiphilium 

hilium organovorum 
Acidiphilium. 
Nocardia xishanensis 


, 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Algoriphagus 

1 Algoriphagus 

lobacteriaceae; 


Clostridium 

8 Clostridium 
Clostridium. 
Legionella erythra 


v 


Legionella erythra Bacteria; 


Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Corynebacterium 
Corynebacterium 
ebacterineae; 


Geovibrio 
Geovibrio 
eovibrio. 
Aneurinibacillus 
Aneurinibacillus 
llus group; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 


Clostridium rectum 


148511 150015 Clostridium rectum Bacteria; 


408672 Bacteria_16S 272039 271964 1 76 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

408672 Bacteria_16S 310067 309992 1 76 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

408672 Bacteria_16S 319054 318983 8 79 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
408672 Bacteria_16S 334556 334469 1 87 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

408672 Bacteria_16S 348304 348225 1 80 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

408672 Bacteria_16S 352651 352572 1 80 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

408672 Bacteria_16S 465729 465650 1 80 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

408672 Bacteria_16S 574232 574145 1 87 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

408672 Bacteria_16S 593716 593637 1 80 gi|265678657|ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
408672 Bacteria_16S 623997 623910 1 87 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

408672 Bacteria_16S 658969 658910 21 80 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

408672 Bacteria_16S 665038 664963 1 76 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

408672 Bacteria_16S 677238 677171 20 87 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

408672 Bacteria_16S 698383 698304 1 80 gi|265678584|ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

408672 Bacteria_16S 714700 714613 1 87 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 


Bacteria; Actinob 
Mycobacterium. 
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408672 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 
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18811 Bacteria; Firmicutes; 
889111 889024 1 


87 gi 
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-1520 16S ribosomal RNA, partial seque 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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Selenomon 
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265678331 
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nebacterineae; 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref|NR_028797.1 
9 828732 Seleno 
as. 
ref|NR_028777.1 

855982 857475 
uconostoc. 
ref|NR_028754.1 
3 889225 Saccha 
donocardineae; P 


ref |NR_028639.1 

1059624 106111 
es; Thermaceae; 
ref |NR_028633.1 
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aceae; Brevundim 


265678330 


ref|NR_028632.1 


M 


ycobacteriaceae; 
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Selenomonas infelix 
monas infelix Bacteria; 


Leuconostoc 
Leuconostoc 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Marinithermus 

6 Marinithermus 
Marinithermus. 
Brevundimonas nasdae 
nasdae Bacteria; 
onas. 

Tistrella mobilis 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 


408672 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


408672 Bacteria_16S 


strain AAFu3 16S 


ribosomal RNA, partial sequence 


1104494 1104419 1 76 gi| 265678306 
ribosomal RNA, partial sequence 1103152 11046 
ridia; Clostridiales; Clostridiales Family XIII 

1149998 1149931 11 78 gi| 253680757 
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ref 
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Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

408672 Bacteria_16S 1151421 1151350 8 79 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
408672 Bacteria_16S 1165102 1165027 1 76 gi|228720667|ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

408672 Bacteria_16S 1201399 1201324 12 87 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

408672 Bacteria_16S 1302290 1302215 1 76 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 
lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

408672 Bacteria_16S 1305401 1305326 1 76 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

408672 Bacteria_16S 1325309 1325234 1 76 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

408672 Bacteria_16S 1399398 1399323 12 87 gi|228715357|ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 

408672 Bacteria_16S 1429788 1429709 1 79 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 

408672 Bacteria_16S 1448280 1448205 1 76 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

408672 Bacteria_16S 1464750 1464675 1 76 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 


strain HM-7 16S r 
Firmicutes; Clost 


408672 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


408672 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1498095 1498020 1 76 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 

1505533 1505446 1 88 gi 
164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 


408672 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


408672 Bacteria_16S 


strain CCUG 41628 
Bacteria; 


strain vc 5 16S r 
Proteobacteria; A 


408672 Bacteria_16S 
CCUG 39779 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
408672 Bacteria_16S 


capitovis strain 
capitovis Bacteri 
Corynebacteriacea 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


408672 Bacteria_16S 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


408672 Bacteria_16S 


Fusobacteria; 
408672 Bacteria_16S 


1766909 1766822 1 87 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1783481 1783427 21 75 gi 
16S ribosomal RNA, partial sequence 
Fusobacteriales; Fusobacteriace 
1846017 1845938 1 80 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
1856586 1856499 1 87 gi 


1894935 1894872 8 71 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 
1911201 1911114 1 


87 gi 


Actinomyces. 


ue 


en 


YP 


eq 
a; 


ia 
e; 


1463419 14648 
mily XIII. 


219846665 
16 
ch 


219846440 
nce 
les; 

219878360 


ales; 
219878348 
ae; 
219878305 


1844748 18461 
homonada 


219878297 
sequence 


219878268 
uence 


219878256 


1920393 1920326 20 87 gi 


219878248 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 


S riboso 
arolytic 


Eubac 


ce 17655 
Ecto 


17821 
Sneath 


inomycet 


Desulfo 


1 sequen 
Actinomycet 


73 Mogibacterium 
Incertae Sedis 
ref|NR_026257.1 
mal RNA, comple 
um Bacteria; Fi 
ref|NR_026031.1 

1504208 15055 
teriaceae; Euba 
ref|NR_025499.1 
52 1767023 Alkal 
thiorhodospirac 
ref|NR_025487.1 
75 1783536 Sneat 
ia. 
ref|NR_025444.1 
67 Maricaulis vi 
ceae; Maricauli 
NR_025436.1 
; Corynebac 
ref|NR_025407.1 

1893578 18950 
vibrionales; De 


ref|NR_025395.1 
ce 1909867 19112 
ales; Actin 


ref|NR_025387.1 


v 


t 
Lr 


5 


Cc 


i 
e 


h 


Ss. 


9 
t 


9 
s 


8 
fo} 


diversum Bacteria; 
Mogibacterium. 
Halanaerobium 
e sequence 

micutes; 


1496733 
Clostridia; 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 
Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Sneathia sanguinegens 
ia sanguinegens 


Maricaulis virginensis 
rginensis Bacteria; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Chryseobacterium 


1919085 1920553 Chryseobacterium 


408672 Bacteria_ 
strain DSM 12838 
Proteobacteria; 

408672 Bacteria_ 


macestii strain M 
Proteob 
408672 Bacteria_1 
haemolyticum stra 


Bacteria; 


haemolyticum DSM 
Actinomycetaceae; 


408672 Bacteria_1 
strain MCS 25 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
408672 Bacteria_1 
strain MCS 18 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
408672 Bacteria_1 
washingtonensis s 
washingtonensis B 


Maricaulis. 


408672 Bacteria_1 


strain B1953/27.1 
Proteobacteria; 
strain IBS 506 16 


strain IBS 382 16 


micronuciformis s 


micronuciformis B 
408672 Bacteria_16S 


strain IH003 16S 
Firmicutes; 


hongkongensis Bac 
Actinomycetaceae; 


408672 Bacteria_16S 


strain IBS 193 16 


equigenitalium st 
equigenitalium Ba 


408672 Bacteria_16S 


strain IBS 325 16 


strain DSM5578 16 
Firmicutes; Lacto 


408672 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


408672 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


408672 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


408672 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


408672 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


408672 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


408672 Bacteria_16S 


D 


G 
408672 Bacteria_16S 


Lacto 
408672 Bacteria_16S 
hongkongensis str 


16S 1934158 1934095 8 71 


gi 
eltaproteobacteria; Desulfovibrionales 
16S 1978131 1978068 8 71 gi 


6S 1981223 1981148 12 87 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

6S 2018136 2018057 1 80 
ribosomal RNA, partial sequence 


gi 


6S 2019608 2019529 1 80 
ribosomal RNA, partial sequence 


gi 


6S 2021080 2021001 1 80 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


6S 2045413 2045334 1 79 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; X 
2076047 2075976 8 79 gi 
S ribosomal RNA, partial sequence 


2085300 2085229 8 79 
S ribosomal RNA, partial sequence 


gi 


2141416 2141337 1 80 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2177799 2177720 1 80 gi 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2183815 2183728 1 87 gi 
ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

2297782 2297711 8 79 

S ribosomal RNA, partial sequence 


gi 


2367440 2367373 12 79 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2396211 2396140 8 79 gi 
S ribosomal RNA, partial sequence 


2419270 2419191 1 80 

S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2420825 2420746 1 80 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2440335 2440268 20 87 
ain Z-0021 16S ribosomal RNA, 
teria; Proteobacteria; 


gi 


gi 


gi 
complete 
Gammaproteobact 
2470770 2470687 1 83 gi 
acteria; Gammaproteobacteria; Chromati 
2475109 2475050 20 79 gi 
ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
2506832 2506745 1 87 gi 


ammaproteobacteria; Chromatiales; Ecto 
2573211 2573132 1 80 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 


-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 


2016867 20 


2018337 20 


2074760 20 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
408672 Bacteria_16S 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
408672 Bacteria_16S 


nellaceae; 
219857641 
re 
ridiales; 

219857615 


2176454 21779 


219857611 
quence 
e; 


219857532 


2296489 22979 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
408672 Bacteria_16S 


nellaceae; 
219857482 
quence 

la 
219857463 


2394935 23963 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
408672 Bacteria_16S 
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, 
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; Maricauli 
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s. 
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2 2141502 Megasphaera 
Megasphaera. 
Leuconostoc inhae 
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Clostridium 

7 Clostridium 
e; Clostridium. 


ref|NR_024899.1 


Mannheimia 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
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strain HPA92 16S 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


408672 Bacteria_16S 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
408672 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


strain IFO 15059 


408672 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


408672 Bacteria_16S 


halotolerans DSM 
Bacteria; 


617-93 16S riboso 


Bacillales; Bacil 


408672 Bacteria_16S 


strain 2045-94 16 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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G 
408672 Bacteria_16S 
strain P925 16S r 
G 
408672 Bacteria_16S 


Proteob 
408672 Bacteria_16S 


2602424 2602345 1 80 
ribosomal RNA, partial sequence 


gi 


219857267 
2601060 26025 


ref|NR_024898.1 


ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
2603978 2603899 1 80 gi|219857266|ref|NR_024897.1 
bosomal RNA, partial sequence 2602614 26041 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
2605532 2605453 1 80 gi| 219857265 |ref|NR_024896.1 
ibosomal RNA, partial sequence 2604168 26056 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
2625603 2625528 12 87 gi| 219857248 |ref|NR_024878.1 
strain RP5557 16S ribosomal RNA, partial sequence 2624254 262575 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 
2663443 2663364 1 80 gi|219857215|ref|NR_024843.1 


bosomal RNA, partial sequence 


2672432 2672365 12 79 gi 


2722014 2721947 12 79 gi 
rain 42BKT 16S ribosomal RNA, partial 
2989002 2988915 1 


87 gi 


cteria; Proteobacteria; Epsilonproteob 


2662145 26634 


lo 


Ss; 


se 
ac 


219857208 
6S ribosomal RNA, partial sequence 2671138 26725 
psilonproteobacteria; Campylobacterale 
408672 Bacteria_16S 
lithotrophicum st 
lithotrophicum Ba 
408672 Bacteria_16S 


219857174 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 


cystaceae; Methylopila. 
ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_024802.1 

2720705 272211 
ulfurovum. 
ref |NR_026523.1 


Helicob 


quence 


teria; S 


Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Sulfurovum 
0 Sulfurovum 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

3067917 3067858 20 79 gi|219846877|ref|NR_026469.1| Gemella palaticanis 
16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3112862 3112775 1 88 gi| 219846847 |ref|NR_026439.1| Desulfobacter 
11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 

3141392 3141333 20 79 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
mal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
lales Family XI. Incertae Sedis; Gemella. 

3142951 3142892 20 79 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3167293 3167226 21 88 gi|219846810|ref|NR_026402.1| Deinococcus 
n DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
ria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

3171862 3171787 1 76 gi|219846807|ref|NR_026399.1| Deinococcus grandis 


408672 Bacteria_16S 


strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
408672 Bacteria_16S 3179532 3179445 1 87 gi|219846802|ref|NR_026394.1 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 317953 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

408672 Bacteria_16S 3240241 3240170 8 79 gi|219846761|ref|NR_026353.1 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
408672 Bacteria_16S 3303827 3303756 8 79 gi|219846719|ref|NR_026311.1 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus 
Firmicutes; Bacillales; Salinicoccus. 

408672 Bacteria_16S 3318948 3318881 20 87 gi|219846708|ref|NR_026300.1 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 33191 

Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

408672 Bacteria_16S 3361746 3361659 1 88 gi|219846676|ref|NR_026268.1 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 336190 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

408672 Bacteria_16S 3363313 3363234 1 79 gi|219846675|ref|NR_026267.1 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

408672 Bacteria_16S 3376889 3376814 1 76 gi|219846666|ref|NR_026258.1 
saccharolyticum subsp. senegalense strain DSM 7379 16S ribosomal RNA, partial seq 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


408672 Bacteria_16S 


strain CIP 103259 


Halanaerobiaceae; Halanaerobium. 
3414807 34147201 87 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


408672 Bacteria_16S 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 


3524771 3524684 1 87 gi 


senegalense Bacteria; 


no 


219846635 


219846560 


Firmicutes; 


ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref|NR_026152.1 

3523483 352488 


34134 
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14 Deinococcus grandis Bacteria; 


Corynebacterium 
2 Corynebacterium 
erineae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Salinicoccus roseus 


roseus Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Halanaerobium 
uence 3375527 3377012 


Clostridia; 


Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Saccharopolyspora 

4 Saccharopolyspora 


gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Saccharopolyspora. 


408672 Bacteria_16S 3596557 3596498 20 79 
strain 743A 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
408672 Bacteria_16S 3699726 3699663 8 71 gi 
apsheronum strain 1105 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
408672 Bacteria_16S 3824439 3824360 1 80 gi 
parahaemolyticus strain 536 16S ribosomal RNA, complete 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteob 
Haemophilus. 

408672 Bacteria_16S 3842515 3842440 1 
lacurosei strain H200 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; 
408672 Bacteria_16S 3863680 3863613 20 87 
strain Q-1 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellacea 
408672 Bacteria_16S 3872795 3872736 20 79 gi 
strain 2917B 16S ribosomal RNA, partial sequence 


gi 


76 gi 
complete seque 
Hala 

gi 


219846511 


3595254 35967 


Clostridiu 
219846437 
nce 36983 
ibrionales 
219846347 
sequence 
acteria; P 
219846334 
nce 38411 
naerobiace 
219846320 


3862330 38638 


e; Rikenel 
219846314 


3871442 38729 


ref 


m. 
ref 


; De 
ref 


aste 


ref 


ae; 
ref 


la. 
ref 


59 3699831 Desul 


3823071 38245 


23 3842666 Halan 


NR_026103.1 


NR_026028.1 
£ 
sulfomicrobi 
NR_025938.1 
4 
urellales; P 
NR_025924.1 
a 
Halanaerobiu 
NR_025910.1 


NR_025904.1 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 

Haemophilus 
7 Haemophilus 
asteurellaceae; 


Halanaerobium 
erobium lacurosei 
m. 
Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

408672 Bacteria_16S 3874382 3874323 20 79 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

408672 Bacteria_16S 3894513 3894442 8 79 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 


strain F9251 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
408672 Bacteria_16S 3899172 3899101 8 79 gi 
strain B9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
408672 Bacteria_16S 3942817 3942738 1 80 
strain OP 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
408672 Bacteria_16S 3948663 3948584 1 80 
strain KLB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

408672 Bacteria_16S 3976873 3976794 1 80 gi 
strain IAM 13153 16S ribosomal RNA, complete sequence 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
408672 Bacteria_16S 4026009 4025950 20 79 gi 
strain HY-35-12 1 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
408672 Bacteria_16S 4238810 4238723 1 87 gi 
strain R18165 16S ribosomal RNA, complete sequence 


gi 


gi 


3893217 38946 


3947368 39487 


Acetobacte 
219846241 
39756 
llaceae; 
219846206 


6S ribosomal RNA, partial sequence 4024698 40261 


Clostridiu 
219846043 


4237444 42389 


M 


race 
ref 


ycop 
ref 


m. 
ref 


80 Acidiphilium 


07 3977021 Mycop 


ae; Acidiphi 
NR_025831.1 
1 
lana. 
NR_025796.1 


NR_025633.1 


82 Bartonella elizabethae Bacteria; 


nellaceae; Bartonella. 

219846296|ref|NR_025886.1| Ahrensia kielensis 
3897893 3899299 Ahrensia kielensis Bacteria; 

hodobacteraceae; Ahrensia. 

219846264|ref|NR_025854.1| Acidiphilium rubrum 
3941522 3942934 Acidiphilium rubrum Bacteria; 

Acetobacteraceae; Acidiphilium. 

219846260|ref|NR_025850.1]| Acidiphilium angustum 


angustum Bacteria; 


lium. 
Mycoplana bullata 
ana bullata Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

408672 Bacteria_16S 14818 14748 1 71 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

408672 Bacteria_16S 30144 30066 1 79 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408672 Bacteria_16S 48183 48113 1 71 gi|265679032|ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

408672 Bacteria_16S 101221 101143 1 79 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

408672 Bacteria_16S 110290 110212 11 89 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

408672 Bacteria_16S 168418 168348 1 71 gi|265678951|ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
408672 Bacteria_16S 171418 171348 1 71 gi 
strain 50 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
408672 Bacteria_16S 178938 178868 1 71 gi 
strain ATCC 15468 16S ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


265678949 


170036 17150 


onaceae; V 
265678944 

17756 
omonadacea 
265678935 


408672 Bacteria_16S 192721 192635 1 87 gi 


ref 


ibri 
ref 


e; A 
ref 


4 179023 Aeromo 


NR_029257.1 


oO. 
NR_029252.1 


eromonas. 
NR_029243.1 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Aeromonas punctata 
nas punctata Bacteria; 


Methylomonas 


aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 


408672 Bacteria_16S 296371 296313 21 79 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

408672 Bacteria_16S 316107 316029 1 79 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 
408672 Bacteria_16S 317571 317493 1 79 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 
408672 Bacteria_16S 322066 321988 1 79 gi|265678846|ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
408672 Bacteria_16S 343702 343624 11 89 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 


408672 Bacteria_16S 387252 387174 11 89 gi|265678797|ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
408672 Bacteria_16S 415107 415029 1 79 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

408672 Bacteria_16S 424258 424172 1 87 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 435139 435069 1 va gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

408672 Bacteria_16S 497964 497886 1 79 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

408672 Bacteria_16S 508804 508718 1 87 gi|265678713|ref|NR_029018.1| Lactobacillus 
coryniformis subsp. torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 
Lactobacillaceae; Lactobacillus. 
408672 Bacteria_16S 517776 517706 1 71 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 

Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
408672 Bacteria_16S 533035 532957 1 79 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
408672 Bacteria_16S 607288 607210 1 79 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 


408672 Bacteria_16S 616576 616506 1 FL gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

408672 Bacteria_16S 628706 628636 1 71 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M11 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

408672 Bacteria_16S 663479 663409 1 71 gi|265678607|ref|NR_028912.1| Enterobacter cloacae 


strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 
408672 Bacteria_16S 719410 719332 1 79 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
408672 Bacteria_16S 722447 722377 1 71 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 
strain XINach 16S ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 


408672 Bacteria_16S 731666 731588 1 79 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

408672 Bacteria_16S 743849 743771 1 79 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

408672 Bacteria_16S 770310 770240 1 71 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


408672 Bacteria_16S 


strain MOL361 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


408672 Bacteria_16S 


cyclicum strain ALM1 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; 


408672 Bacteria_16S 


strain 12993 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


408672 Bacteria_16S 


strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 84550 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
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33433 
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199/55 16S ribosomal 
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auratinigra 
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408672 Bact 


danicus strain DB 
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408672 Bact 
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ryukyuensis 
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strain YIT 0455 1 
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408672 Bact 
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408672 Bact 


pametensis strain 
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814919 814849 1 


819385 819315 1 
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71 
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63 
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89 
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798207 79971 
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gi| 265678500 
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gi|265678423 


HO 66 16S ribosomal RNA, complete sequence 
Lactobacillales; 


gi|265678375 


gi| 265678368 


Moraxella. 
gi| 265678357 


strain TT1-11 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 


eria_16S 


Firmicutes; 


eria_16S 


eria_16S 
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Bacillales; 
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79 


4 16S ribosomal RNA, partial sequence 
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89 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Micromonospora. 


79 


gi|265678355 
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omonospori 
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strain 015-7 16S ribosomal RNA, partial sequence 


Bacteria; 
eria_16S 


Lactobacillales; 


eria_16S 


eria_16S 


pametensis Bacteria; 


Helicobacter. 


408672 Bact 


strain R 16S ribo 
Proteobacteria; Alphaproteobacteria; 
fever group. 


408672 Bacteria_16S 1136290 1136220 1 71 gi|253680766|ref|NR_028014.1 
strain YB1 16S ribosomal RNA, partial sequence 1134932 11363 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

408672 Bacteria_16S 1186247 1186177 1 71 gi|228716090|ref|NR_027546.1 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
408672 Bacteria_16S 1187758 1187688 1 71 gi|228716058|ref|NR_027545.1 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
408672 Bacteria_16S 1189269 1189199 1 71 gi|228716012|ref|NR_027544.1 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
408672 Bacteria_16S 1190780 11907101 71 gi|228715942|ref|NR_027543.1 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
408672 Bacteria_16S 1220967 1220889 1 79 gi|219878362|ref|NR_025501.1 


strain 01-570-1 1 


Firmicutes; 


eria_16S 


Lactobacillales; 
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ovis Bacteria; 


Turicibacter sanguinis 


4 Turicibacter sanguinis Bacteria; 
Turicibacter. 


Thioalkalimicrobium 


9 815058 Thioalkalimicrobium cyclicum 
ckettsiaceae; 


Thioalkalimicrobium. 
Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


Enterobacteriaceae; Kluyvera. 
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teriaceae; Samsonia. 
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71 Yersinia intermedia ATCC 29909 
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93 Yersinia bercovieri ATCC 43970 
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Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 
Vibri 
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1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 
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408672 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


408672 Bacteria_16S 


ulvae strain UL12 
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Pseudoalteromonas 


408672 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 
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gi 


Streptococcus. 
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udoalteromon 


ref 


adaceae; Alg 
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Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


lales; Bacillaceae; Bacillus. 
1323757 1323679 1 79 gi|228715345|ref|NR_027517.1| Streptococcus 
p- dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 


Lactobacillales; 


1328371 1328293 1 79 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
train CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
osus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1342052 1341966 1 87 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
irmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

1403887 1403817 1 71 gi|219857444|ref|NR_025032.1| Pseudoalteromonas 

16S ribosomal RNA, partial sequence 1402605 1403959 Pseudoalteromonas ulvae 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

1412884 1412814 1 71 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


lales; Bacillaceae; Bacillus. 

1452684 1452606 11 89 gi|224581419|ref|NR_027200.1| Micromonospora 
n AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Micromonospora. 

1495066 1494988 11 89 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
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51271 Bacteria; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 1532686 1532608 11 89 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

408672 Bacteria_16S 1553938 1553868 1 71 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 

408672 Bacteria_16S 1587086 1587008 1 79 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 1610164 1610086 1 79 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

408672 Bacteria_16S 1635904 1635826 1 79 gi|219878453|ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

408672 Bacteria_16S 1638857 1638779 1 79 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 1646538 1646468 1 71 gi|219878446|ref|NR_025585.1| Aeromonas simiae 


strain IBS S6874 


Proteobacteria; G 


408672 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


408672 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


408672 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


ammaproteobacteria; Aeromonadales; Aer 
1658682 1658612 1 71 gi 


om 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1686098 1686020 1 79 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1690649 1690571 1 79 gi 


408672 Bacteria_16S 


16S ribosomal RNA, partial sequence 1645204 16466 


219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878418 
1684753 16861 


219878414 


in M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planoc 
tes; Bacillales; Planococcaceae; Planococcus. 
1699953 1699883 1 71 gi| 219878408 |ref|NR_025547.1 


Aeromonas. 
NR_025575.1 
rtis Bacteri 


onadaceae; 
ref 
o fo 


ref|NR_025557.1 


ref|NR_025553.1 


55 Aeromonas simiae Bacteria; 


Vibrio fortis strain 
a; Proteobacteria; 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Planococcus 
occus rifietoensis 


Vibrio pomeroyi strain 


CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 


Gammaproteobacter 


ia; Vibrionales; Vibrionaceae; Vibrio. 


408672 Bacteria_16S 1701500 1701430 1 71 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

408672 Bacteria_16S 1703080 1703002 1 79 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

408672 Bacteria_16S 1748722 1748644 1 79 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

408672 Bacteria_16S 1790939 1790861 1 79 gi|219878342|ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

408672 Bacteria_16S 1792495 1792425 1 71 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

408672 Bacteria_16S 1804710 1804632 1 79 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

408672 Bacteria_16S 1824679 1824601 1 79 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

408672 Bacteria_16S 1830672 1830610 9 vial gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
408672 Bacteria_16S 1861086 1861016 1 71 gi|219878294|ref|NR_025433.1| Alteromonas 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 
stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Alteromonas. 

408672 Bacteria_16S 1864114 1864048 21 87 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
408672 Bacteria_16S 1867263 1867185 11 89 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
408672 Bacteria_16S 1870246 1870176 1 71 gi|219878288|ref|NR_025427.1| Glaciecola polaris 
strain LMG 21857 16S ribosomal RNA, partial sequence 1868909 1870393 Glaciecola polaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

408672 Bacteria_16S 1874866 1874788 11 89 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

408672 Bacteria_16S 1899606 1899536 1 71 gi|219878264|ref|NR_025403.1| Brackiella oedipodis 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Brackiella oedipodis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 

408672 Bacteria_16S 1918876 1918798 1 79 gi|219878249|ref|NR_025388.1| Pediococcus inopinatus 


strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillales; 
408672 Bacteria_1 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 19418 


Firmicutes; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 1943200 1943114 1 87 gi| 219878233 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 19433 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

408672 Bacteria_16S 1944795 1944709 1 87 gi| 219878232 
strain TMW 1.666 16S ribosomal RNA, complete sequence 19433 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
408672 Bacteria_16S 1946364 1946286 1 79 gi| 219878231 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 19464 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


408672 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; 


strain DSM 12358 
Proteobacteria; 


strain DSM 4594 1 
Proteobacteria; 


G 
408672 Bacteria_16S 


G 
408672 Bacteria_16S 


G 
408672 Bacteria_16S 


Pediococ 
gi 


Lactobacillaceae; 


6S 1941655 1941577 1 79 


1989096 1989026 1 71 


gi 
ammaproteobacteria; Enterobacteriales; E 
1995283 1995213 1 71 gi 
ammaproteobacteria; Enterobacteriales; E 
1996819 1996749 1 | gi 
ammaproteobacteria; Enterobacteriales; E 
1998364 1998294 1 71 gi 


cu 
219878234 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 


219878199 
16S ribosomal RNA, partial sequence 1993927 19954 


219878198 
6S ribosomal RNA, partial sequence 1995493 19969 


Ss. 


nterobac 


nterobac 


nterobac 


219878197 


ref 


ref 


ref 


illu 


ref 


ref 


teri 
ref 


teri 
ref 


teri 
ref 


47 Paenibacillus 


98 1944958 Lacto 


NR_025373.1 
NR_025372.1 


NR_025371.1 
b 
Ss. 
NR_025370.1 


NR_025342.1 


aceae; Tatum 
NR_025338.1 


aceae; Serra 
NR_025337.1 


aceae; Rahne 


34 Pediococcus inopinatus Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 


NR_025336.1 


Proteus vulgaris 


strain DSM 30118 16S ribosomal RNA, partial sequence 1997016 1998510 Proteus vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Proteus. 


408672 Bacteria_16S 
proteus strain 42 
Proteob 
408672 Bacteria_16S 
1 
G 
408672 Bacteria_16S 
strain 534-30 16S 
P 
408672 Bacteria_16S 
carotovorum subsp 

Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriales 
408672 Bacteria_16S 


Bacteria; 
strain 81H-380. 


Proteobacteria; 


Planctomycetes; 


strain LMG 12370 
Firmicutes; 


strain SW-72 16S 
Firmicutes; 


strain SW-47 16S 
Proteobacteria; 


Firmicutes; 


strain HSL-3 16S 
Firmicutes; 


Rubrobacteraceae; 


408672 Bacteria_16S 
ATCC 43380 16S ri 
G 
408672 Bacteria_16S 
NCTC 5923 16S rib 
G 
408672 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain ATCC 33638 
Bacteria; 


Yersinia. 


408672 Bacteria_16S 


strain ATCC 29178 
Firmicutes; 


Pseudoalteromonas 


408672 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


408672 Bacteria_16S 


strain ACEM 9 16S 
Proteobacteria; 


strain K24 16S ri 
Proteobacteria; B 


408672 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


408672 Bacteria_16S 


strain LBB1 16S r 


Bacil 
408672 Bacteria_16S 


Bacil 
408672 Bacteria_16S 


G 
408672 Bacteria_16S 
strain TF-9 16S r 
Bacil 
408672 Bacteria_16S 


Bacil 
408672 Bacteria_16S 
DSM 4568 16S ribo 
Gammaproteobacter 
408672 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 


Proteob 
408672 Bacteria_16S 
pseudotuberculosi 
pseudotuberculosi 


Lactobacillales; 
408672 Bacteria_16S 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partia 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacte 


G 
408672 Bacteria_16S 


2001437 2001367 1 71 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2002972 2002902 1 71 gi 


2 


2 


ammaproteobacteria; Enterobacteriales; 
2012240 2012174 12 78 gi 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
2028570 2028500 1 71 gi 
odoriferum strain LMG 17566 16S ribo 


2 


2 


; Enterobacteriaceae; Pectobacterium. 


ct 


6S ribosomal RNA, partial sequence 2001636 20 
E 


2010901 20 
nc 


so 


19878195 

20000 
eriales; 
19878194 
031 
nterobac 
19878188 
124 
tomyc 
19878177 
mal RNA, 


eta 


ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteria 
ref |NR_025333.1 
17 Leminorella g 
teriaceae; Lemi 
ref|NR_025327.1 
04 Planctomyces 
ceae; Planctomy 
ref |NR_025316.1 
partial sequen 


n 


c 
Proteobacteria; Gammaproteobacteria; 


Obesumbacterium 


mbacterium proteus 
c 


eae; Obesumbacterium. 
Leminorella grimontii 
rimontii Bacteria; 
orella. 
Planctomyces maris 


maris Bacteria; 
c 


es. 
Pectobacterium 
e 2027216 2028703 


2039160 2039082 1 79 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 
16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
lales; Bacillaceae; Virgibacillus. 

2095952 2095866 1 87 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2102010 2101940 1 71 gi|219878121|ref|NR_025260.1| Alteromonas marina 
ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

2115697 2115619 1 79 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
ibosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
lales; Planococcaceae; Planococcus. 

2120303 21202251 79 gi|219857655|ref|NR_025244.1| Halobacillus salinus 


ribosomal RNA, partial sequence 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242903 2242833 1 71 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2244414 22443441 71 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


E 


ct 


p 
ob 


2259717 2259639 1 79 gi 
16S ribosomal RNA, partial sequence 

Streptococcaceae; Streptoc 
2291801 22917311 71 gi 


oc 


1 
ri 
2293324 2293266 21 79 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2294866 2294796 1 71 gi 
ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
2308406 2308344 9 71 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2332558 2332500 21 79 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


Ss; 


She 


gi 
ca 


s 
ri 


2341552 23414741 79 
ibosomal RNA, partial sequence 


gi 


2118933 21204 


lales; Bacillaceae; Halobacillus. 

2121773 2121703 1 71 gi|219857654 
somal RNA, partial sequence 2120505 2121907 Cedec 
ia; Enterobacteriales; Enterobacteriaceae; Cedec 

2156432 2156346 1 87 gi| 219857631 
n LS-293 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Rubrobacteridae; Rubrobacte 

Rubrobacter. 
2239881 2239811 1 71 gi| 219857573 


bosomal RNA, partial sequence 2238534 22399 
ammaproteobacteria; Enterobacteriales; Enterobac 
2241392 2241322 1 71 gi| 219857572 


2240045 22415 


219857571 


219857570 


219857560 


219857538 


219857536 
219857535 
2293525 22949 


219857524 
2307079 23085 


219857508 


219857501 
2340265 2341721 Rhodobaca bogoriensis Bacteria; 


nterobac 


22415 
eriales; 


artial s 
acteria; 
22583 
cus. 

sequence 


a; Alter 


22920 
Helicob 


wanellac 


ligenace 


equence 
a; Campy 


54 Halobacillus 


ref 
ead 
ea. 
ref|NR_025220.1 

2155131 21566 
rales; Rubrobac 


NR_025243.1 
avisae Bact 


ref|NR_025161.1 
94 Yersinia 
teriaceae; Yers 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yers 
ref|NR_025159.1 
56 2243016 Yersi 
Enterobacteria 
ref|NR_025158.1 
equence 22430 
Enterobacteria 


ref|NR_025148.1 
45 2259880 Strep 


omonadales; 
ref|NR_025124.1 
20 2293474 Helic 
acteraceae; Hel 
ref|NR_025123.1 


eae; Shewanella 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentipha 
ref|NR_025096.1 

2331268 23327 
lobacterales; H 


ref 


NR_025089.1 


e 


0 
t 


n 
Cc 


6 
1 


re 


° 
i 


g 


2 
e 


salinus Bacteria; 


Cedecea davisae strain 
ria; Proteobacteria; 


Rubrobacter 
6 Rubrobacter 


erineae; 


Yersinia rohdei strain 


rohdei Bacteria; 
i 


nia. 
Yersinia pestis strain 


pestis Bacteria; 
i 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 

a. 

Helicobacter 

4 Helicobacter 
licobacteraceae; 


Rhodobaca bogoriensis 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 


408672 Bacteria_ 
strain ATCC49733 


Proteobacteria; G 


408672 Bacteria_ 


strain YKJ-10 16S 


Firmicutes; 
408672 Bacteria_ 


strain KMM 3299 1 
Proteobacteria; G 
408672 Bacteria_16S 
strain CCUG 30811 
Proteob 
408672 Bacteria_16S 
maricaloris strai 
maricaloris Bacteria; 
Pseudoalteromonas. 
408672 Bacteria_16S 
strain ATCC 33531 
Proteob 
408672 Bacteria_16S 
selangorensis str 
selangorensis Bacteria; 
408672 Bacteria_16S 


Bacteria; 


Bacteria; 


strain ATCC 51603 


Proteobacteria; G 
408672 Bacteria_16S 
subterraneus stra 
Proteob 
408672 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 
Bacillaceae; 
408672 Bacteria_16S 


Bacteria; 


Bacillales; 


strain Y223G 16S 


Proteobacteria; G 
408672 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


408672 Bacteria_16S 


strain K97-0003 1 


rectilineatus Bac 


Bacillales; 


16S 


16S 


16S 


Bacteria; 


Micromonosporaceae; Actinoplanes. 


408672 Bacteria_16S 


minutisporangium 


2364409 2364339 1 
16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pasteurellaceae. 
2382551 2382473 1 
ribosomal RNA, partial sequence 

Bacillaceae; 
2443410 2443340 1 
6S ribosomal RNA, partial sequence 2442080 24435 
ammaproteobacteria; Alteromonadales; Shewanellaceae; 
2446489 2446419 1 

16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; 
2447994 2447924 1 
n KMM636 16S ribosomal RNA, partial sequence 
Proteobacteria; 


2463096 2463026 1 

16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2617996 2617918 1 
ain LMG 17710 16S ribosomal RNA, partial 
Firmicutes; Lactobacillales; 
2621075 2621005 1 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
2675561 2675499 9 
in C55 16S ribosomal RNA, partial sequence 267 
acteria; Betaproteobacteria; Thiobacter. 
2699409 2699331 1 


Bacillus. 

2717452 2717382 1 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Colwellia 
2718973 2718911 9 
strain CPW301 16S ribosomal RNA, partial 
Proteobacteria; 


2725065 2724987 11 
6S ribosomal RNA, partial sequence 2723739 272 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 
408672 Bacteria_16S 
rectilineatus str 


2796930 2796852 11 
ain IFO 13941 16S ribosomal RNA, partial 
teria; Actinobacteria; 


2798451 2798373 11 
strain IFO 15962 16S ribosomal RNA, partial se 


| gi 


79 gi|219857472|ref|NR_025060.1 
2381197 238 
Bacillus. 
71 gi|219857424|ref|NR_025012.1 


TE gi 
244 
Alteromonadales; 


gi 


aa 


Gammaproteobacteria; Alteromonadales; 


Lactobacil 
71 gi 
261 


71 gi 


vel gi 
seque 


Betaproteobacteria; 


89 gi 


89 gi 
seque 


Actinobacteridae; Actin 


89 gi 


219857485 


219857422 


219857421 


sequence 2616635 261812 


219857252 


219857206 


219857176 


219857172 


219857119 


219857118 


ref|NR_025073.1 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Bacillus jeotgali 


2701 Bacillus jeotgali Bacteria; 


Shewanella. 


ref |NR_025010.1 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Alishewanella fetalis 


5148 2446624 Alishewanella fetalis 


Alteromonadaceae; 
ref|NR_025009.1 
2446675 244812 


Alishewanella. 
Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Raoultella planticola 


1740 2463175 Raoultella planticola 


71 gi|219857408|ref|NR_024996.1 
246 
cteriales; Enterobacteriaceae; 
719 gi|219857254|ref|NR_024885.1 


laceae; 
ref|NR_024883.1 


Raoultella. 
Paralactobacillus 
9 Paralactobacillus 


Paralactobacillus. 


Kluyvera georgiana 


9736 2621149 Kluyvera georgiana Bacteria; 


ref|NR_024834.1 


Kluyvera. 


Thiobacter 


4215 2675666 Thiobacter subterraneus 


79 gi|219857189|ref|NR_024817.1 

2698052 2699555 Bacillus asahii Bacteria; 

71 gi|219857177|ref|NR_024805.1 
2716108 271 


Bacillus asahii strain 
Firmicutes; 


Colwellia piezophila 


7581 Colwellia piezophila Bacteria; 


ceae; Colwellia. 
ref|NR_024804.1 
nce 2717632 271910 
Burkholderiales; O 


ref|NR_024800.1 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Longispora albida 


5214 Longispora albida Bacteria; 


rineae; Micromonos 
ref|NR_024747.1 
nce 2795622 279709 
omycetales; 


ref 
quence 


NR_024746.1 
279714 


poraceae; Longispora. 
Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 


408672 Bacteria_16S 


strain IFO 12513 
strain IFO 13911 


strain IFO 14915 


strain IFO 12512 


derwentensis stra 
derwentensis Bact 
Micromonosporacea 


408672 Bacteria_16S 2 
in IFO 14913 16S ribosomal RNA, partial 
eria; Actinobacteria; : 


consettensis stra 
consettensis Bact 
Micromonosporacea 


408672 Bacteria_16S 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 


e; Actinoplanes. 


e; Actinoplanes. 


osporangiaceae; Cryptosporangium. 
2799973 2799895 11 
16S ribosomal RNA, partial sequence 2798665 280 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 
408672 Bacteria_16S 2801496 2801418 11 
16S ribosomal RNA, partial sequence 2800187 280 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 
408672 Bacteria 16S 2803017 2802939 11 
16S ribosomal RNA, partial sequence 2801710 280 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 
408672 Bacteria _ 16S 2804538 2804460 11 
16S ribosomal RNA, partial sequence 2803231 280 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 
408672 Bacteria_16S 2806060 2805982 11 
in IFO 14935 16S ribosomal RNA, partial 

a 


eria; Actinobacteria; 


2807582 2807504 11 


2809104 2809026 11 


89 gi 


89 gi 


89 gi 


89 gi 


89 gi 


sequen 


219857117 


219857116 


219857115 


219857114 


219857113 
ce 


ref|NR_024745.1 
0136 Actinoplanes 
rineae; Micromonos 
ref|NR_024744.1 
1659 Actinoplanes 
rineae; Micromonos 
ref |NR_024743.1 
3180 Actinoplanes 
rineae; Micromonos 
ref |NR_024742.1 
4701 Actinoplanes 
rineae; Micromonos 
ref|NR_024741.1 

2804752 280622 


Actinobacteridae 


89 gi 


Actinobacteridae; Actinomycetales; Micromo 
89 gi|219857112|ref|NR_024740.1 
sequence 2806275 280774 


Actinomycetales; 


219857111 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 


Micromonosporineae; 


ref |NR_024739.1 
2807796 280926 


Actinoplanes 
7 Actinoplanes 


campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


408672 Bacteria_16S 


strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplane 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Catenuloplanes. 
408672 Bacteria_16S 


strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas h 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


408672 Bacteria_16S 


strain IFO15566 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
408672 Bacteria_16S 


strain JCM9731 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
408672 Bacteria_16S 


capillaceus strain K95-5561 16S ribosomal RNA, partial 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 


408672 Bacteria_16S 
strain IAM 14851 


408672 Bacteria_16S 


aurantiacum strain YU438-5 16S ribosoma 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Virgisporangium. 


408672 Bacteria_16S 
ochraceum strain 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


2830208 2830130 11 


2864061 2863999 1 


2873424 2873346 1 


Bacillaceae; 
2881301 2881223 1 


Bacillaceae; 
2891821 2891743 11 


2902395 2902317 11 


2941885 2941807 11 


2943401 2943323 11 


Micromonosporaceae; Virgisporangium. 


408672 Bacteria_16S 


strain JCM1240 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


408672 Bacteria_16S 


strain JCM1235 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


408672 Bacteria_16S 


strain JCM6051 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


cloacae complex. 
408672 Bacteria_16S 


2948070 2948000 1 


2949560 2949490 1 


2954047 2953977 1 


2963039 2962961 1 


89 


63 


79 


Bacillus. 


79 


Bacillus. 


89 


89 


89 


1 RNA, partial sequence 


89 


YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Act 


71 


eal 


vel 


79 


strain 176 16S ribosomal RNA, partial sequence 


Firmicutes; 
408672 Bacteria_16S 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


408672 Bacteria_16S 


strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 30013 
Geobacillus. 


Firmicutes; 
408672 Bacteria_16S 
hortensis strain 


Intrasporangiaceae; 
408672 Bacteria_16S 


Lactobacillales; 


Bacillales; 


2967620 2967550 1 


3001228 3001150 1 


Bacillaceae; 
3046678 3046608 11 


3073824 3073754 1 


Streptococcaceae; 


TL 


79 


81 


HKI 0125 16S ribosomal RNA, partial sequence 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Ornithinicoccus. 


TL 


strain 4-87 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatri 


408672 Bacteria_16S 


balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequen 
balaenopterae Bacteria; 


408672 Bacteria_16S 


gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy: 


3090491 3090413 1 


Firmicutes; 
3103893 3103815 11 


Micromonosporaceae; Verrucosispora. 


408672 Bacteria_16S 


3205360 3205290 1 


79 


Lactobacillales; 


89 


Ty 


strain HA2P 16S ribosomal RNA, partial sequence 


Spirochaetes; 
408672 Bacteria_16S 


Spirochaetales; 


3246336 3246258 1 


Spirochaetaceae; Treponema. 


79 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 
408672 Bacteria_16S 


vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


vinaceum Bacteria; 


Listeriaceae; 


Listeria. 
3325043 3324965 11 


Micromonosporaceae; Dactylosporangium. 


408672 Bacteria_16S 


3326570 3326492 11 


89 


89 


gi| 219856904 


gi| 219856882 


gi| 219856876 
gi|219856871 


219856862 
sequence 


gi 


gi| 219856855 


gi| 219856829 


gi| 219856828 


gi| 219856825 


gi| 219856824 
2948221 29496 


gi| 219856821 
2952708 29541 


gi| 219856815 

2961676 29631 
Streptococcus. 

gi| 219846946 


gi| 219846923 


gi| 219846891 


gi|219846873 
3072467 30738 
gi|219846862 


Carnobacteri 
gi| 219846853 


gi|219846785 
3204032 32054 


gi|219846757 
3244997 32464 


gi|219846702 


219846701 


omonosporineae H 


2879945 28814 


Actinomycetales; 


Actinomycetales; 


inomycetales; 


2946729 29481 


ref|NR_024725.1 


ref |NR_024701.1 


ref |NR_024695.1 


ref|NR_024690.1 


ref|NR_024681.1 


ref |NR_024674.1 


ref|NR_024648.1 


ref |NR_024647.1 


ref|NR_024644.1 


ref |NR_024643.1 
58 Enterobacter 
teriaceae; 
ref |NR_024640.1 
29 Enterobacter 
teriaceae; 


ref|NR_024634.1 
71 Streptococcus 
ref|NR_026538.1 


teriaceae; 
ref|NR_026515.1 


ref |NR_026483.1 

3045360 304685 
ales; 
ref |NR_026465.1 
xs 
ref |NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref|NR_026445.1 
102586 310404 
cetales; Micromo 


Ww 


ref|NR_026377.1 


ref|NR_026349.1 


ref |NR_026294.1 
3323723 332519 
les; Micromonosp 


ref 


gi 


Microbacteriaceae; 


Catenuloplanes crispus 
s crispus Bacteria; 


Micromonosporaceae; 


Pseudomonas halophila 
alophila Bacteria; 


Pseudomonas. 


Bacillus niacini 


2872057 2873582 Bacillus niacini Bacteria; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Actinoplanes 


2890502 2891958 Actinoplanes 
Micromonosporineae; 


Leucobacter albus 


tial sequence 2901061 2902546 Leucobacter albus Bacteria; 
omycetales; Micrococcineae; 


Leucobacter. 
Virgisporangium 


2940579 2942047 Virgisporangium 
Micromonosporineae; 


Virgisporangium 


2942098 2943563 Virgisporangium 
Micromonosporineae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 
Serratia. 


Enterobacter aerogenes 


aerogenes Bacteria; 
Enterobacter. 


Enterobacter asburiae 


asburiae Bacteria; 
Enterobacter; 


Enterobacter 


Streptococcus porcinus 
porcinus Bacteria; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 
Dickeya. 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Ornithinicoccus 
1 Ornithinicoccus 


Micrococcineae; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Granulicatella 
3 Granulicatella 
tella. 
Verrucosispora 
7 Verrucosispora 
nosporineae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


NR_026293.1 


Dactylosporangium 


roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 


408672 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


408672 Bacteria_16S 


strain DSM 43151 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


408672 Bacteria_16S 


DSM 803 16S ribos 


Actinobacteria; Actinobacteridae; Actin 


Micromonospora. 


408672 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


408672 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


408672 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


408672 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


408672 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 
Promicromonospora 


408672 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


408672 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


408672 Bacteria_16S 


aurantia strain A’ 
aurantia Bacteria 
Pseudoalteromonas 


408672 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


408672 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


408672 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


408672 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


408672 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


408672 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


408672 Bacteria_16S 


3328091 3328013 11 
ain DSM 43810 16S ribo 
teria; Actinobacteria; 
e; Dactylosporangium. 

3334162 3334084 11 


89 gi 
somal RNA, parti 
Actinobacterida 


89 gi 
16S ribosomal RNA, par 
omycetales; Micr 
3335656 3335578 11 89 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
3341697 3341619 11 
omal RNA, partial sequence 
omycetales; Micr 


89 gi 


3344743 3344665 11 
19 16S ribosomal RNA, 
acteria; Actinobacteri 


89 gi 
partial sequence 
dae; Actinomycet 


3346271 3346193 11 
813 16S ribosomal RNA, 
acteria; Actinobacteri 


89 gi 
partial sequenc 
dae; Actinomycet 


3347797 3347719 11 89 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3349323 3349245 11 
3 16S ribosomal RNA, p 
acteria; Actinobacteri 


89 gi 
artial sequence 
dae; Actinomycet 


3396498 3396420 11 89 gi 

43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
3420754 3420684 1 71 gi 

29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
3423716 3423646 1 71 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 


3426677 3426607 1 71 gi 
TCC 33046 16S ribosomal RNA, partial s 
Proteobacteria; Gammaproteobacteria; 


’ 


3431125 3431047 2 79 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3536939 3536861 1 79 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3538495 3538417 1 79 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3546305 3546227 1 79 
somal RNA, complete sequence 
laceae; Bacillus. 
3587361 3587275 1 87 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3611825 3611747 1 79 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3614855 3614777 1 79 


gi 


gi 


gi 


gi 


gi 


al 
e; 


1 
i 


al 


e 
al 


ce 
al 


al 


en 
al 


en 
na 


ia 
er 


eq 
A 


s 
A 


et 


219846700 


219846696 
tial sequence 3332861 33343 
omonospori 
219846695 


219846690 
3340376 3341852 Micro 
omonospori 


219846688 


219846687 


219846686 


219846685 


219846648 


219846631 


219846629 


219846627 


219846624 


219846552 
3535585 35370 


219846551 
3537139 35386 


219846546 
3544949 35464 


219846518 
3585997 35874 


219846498 


sequenc 
Actinom 


sequence 
Actinomy 


33434 


es; Micr 


33449 


es; Micr 


33464 


es; Micr 


33480 


es; Micr 


ce 33951 
es; Micr 


ce 34194 
dales; P 


1 sequen 
ia; Alte 


uence 
lteromon 


equence 
ctinomyc 


hylococec 


36104 


219846496 


ref |NR_026292.1 
e 3326771 332823 
ycetales; Micro 


ref |NR_026288.1 
00 Actinoplanes 
neae; Micromonos 
ref |NR_026287.1 

3334351 333579 
cetales; Micromo 


ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


v 


ref |NR_026280.1 


omonosporineae; 
ref |NR_026279.1 
50 3346425 Micro: 
omonosporineae; 


ref |NR_026278.1 
76 3347951 Micro: 
omonosporineae; 


ref|NR_026277.1 
02 3349477 Micro: 
omonosporineae; 


ref|NR_026240.1 
98 3396650 Promic 
ococcineae; Pro 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Micromonospora rosaria 
a Bacteria; 


poraceae; 


Micromonospora 


22 3344899 Micromonospora inositola 


Micromonosporaceae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Micromonospora 


monospora coerulea 


Micromonosporaceae; 


Promicromonospora 
romonospora citrea 


micromonosporaceae Hi 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


ref|NR_026216.1 
3429781 343112 
etales; Coryneba 


ref|NR_026144.1 
88 Bacillus 


ref|NR_026143.1 
44 Bacillus 


ref|NR_026138.1 
54 Bacillus 


ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026090.1 
51 3611882 Planoc 


ref 


cohnii Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Corynebacterium 
4 Corynebacterium 


cterineae; 


Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Planococcus citreus 
occus citreus Bacteria; 


Alloiococcus otitis 


NR_026088.1 


strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 


Firmicutes; Lacto 


bacillales; 


Carnobacteriaceae; Alloiococcus. 


408672 Bacteria_16S 3649570 3649500 1 71 gi|219846472|ref|NR_026064.1| Methylocaldum 
szegediense strain OR2 16S ribosomal RNA, partial sequence 3648206 3649696 Methylocaldum szegediense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

408672 Bacteria_16S 3652650 3652580 1 a gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

408672 Bacteria_16S 3668001 3667931 1 71 gi|219846459|ref|NR_026050.1| Brenneria salicis 
strain ATCC 15712 16S ribosomal RNA, partial sequence 3666679 3668133 Brenneria salicis ATCC 15712 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 

408672 Bacteria_16S 3672521 3672451 1 71 gi|219846456|ref|NR_026047.1| Pectobacterium 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 3671196 3672653 Pectobacterium wasabiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
408672 Bacteria_16S 3674029 3673959 1 71 gi|219846455|ref|NR_026046.1| Pectobacterium 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 3672704 3674161 Pectobacterium 
betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Pectobacterium. 

408672 Bacteria_16S 3680199 3680121 1 79 gi|219846451|ref|NR_026042.1| Rickettsia 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 3680323 Rickettsia 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

408672 Bacteria_16S 3686175 3686089 1 87 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
408672 Bacteria_16S 3696719 3696649 1 71 gi| 219846439 |ref|NR_026030.1| Actinobacillus 
porcinus strain NM319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

408672 Bacteria_16S 3713262 3713184 11 89 gi|219846428|ref|NR_026019.1]| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 

408672 Bacteria_16S 3714723 3714645 11 89 gi| 219846427 |ref|NR_026018.1]| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

408672 Bacteria_16S 3723843 3723765 1 79 gi|219846419|ref|NR_026010.1] Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 3781919 3781841 1 79 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

408672 Bacteria_16S 3796949 3796879 1 71 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

408672 Bacteria_16S 3802930 3802872 21 TS gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

408672 Bacteria_16S 3822855 3822797 21 79 gi|219846348|ref|NR_025939.1| Helicobacter muridarum 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 3823020 Helicobacter muridarum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

408672 Bacteria_16S 3847063 3846985 1 79 gi|219846331|ref|NR_025921.1| Rickettsia 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 3845748 3847187 Rickettsia 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 

408672 Bacteria_16S 3848553 3848475 1 79 gi|219846330|ref|NR_025920.1| Rickettsia montanensis 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 3847238 3848677 Rickettsia montanensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 

408672 Bacteria_16S 3850043 3849965 1 79 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

408672 Bacteria_16S 3862144 3862058 1 87 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

408672 Bacteria_16S 3897692 3897614 1 79 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

408672 Bacteria_16S 3914253 3914183 1 71 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

408672 Bacteria_16S 3918572 3918494 11 89 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; 
408672 Bacteria_16S 
strain HT31 16S r 
Spirochaetes; Spi 
408672 Bacteria_16S 


Spirilliplanes. 


3934141 3934075 21 87 


ibosomal RNA, partial sequence 
rochaetales; 


3960648 3960570 1 79 


IAM 12464 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 
408672 Bacteria_16S 
strain 2761 16S 
Proteobacteria; 

408672 Bacteria_16S 
centenum strain I 
centenum Bacteria; 
Rhodospirillum. 
408672 Bacteria_16S 
strain SW-154 16S 
Proteobacteria; 
408672 Bacteria_16S 
strain ATCC 15466 
Proteobacteria; 
408672 Bacteria_16S 


R-7190 16S ribosomal RNA, partial sequence 
laceae; 


Bacillales; Bacil 
408672 Bacteria_16S 
strain R-6540 16S 
Firmicutes; Bacil 
408672 Bacteria_16S 
strain TF-22T 16S 
Proteobacteria; 
408672 Bacteria_16S 


HDS1-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


408672 Bacteria_16S 4104585 4104515 1 71 gi|219846150|ref|NR_025740.1 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacte 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

408672 Bacteria_16S 4118228 41181501 79 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

408672 Bacteria_16S 4124419 4124349 1 71 gi|219846134|ref|NR_025724.1 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 412310 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
Volucribacter. 

408672 Bacteria_16S 4133514 4133436 1 79 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

408672 Bacteria_16S 4235792 4235722 1 71 gi|219846045|ref|NR_025635.1 


strain F2R9 16S r 
Proteobacteria; 
408672 Bacteria_16S 
marimammalium str 
marimammalium Bac 
408672 Bacteria_16S 
longreachensis st 


Desulfovibrio. 
408672 Bacteria_16S 
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408672 Bacteria_16S 
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Tsukamurella. 
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408672 Bacteria_16S 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
13268 13203 13 78 gi| 265679055 |ref|NR_029363.1 
ibosomal RNA, partial sequence 11961 13410 
rochaetales; Brachyspiraceae; Brachyspira. 
17861 17784 al 78 gi|265679052|ref|NR_029360.1 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
104278 104209 11 80 gi| 265678994 |ref|NR_029302.1 
21 16S ribosomal RNA, partial sequence 102976 104435 Tsukam 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; T 
152953 152884 20 89 gi|265678961|ref|NR_029269.1 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostr 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
191192 191123 20 89 gi|265678936|ref|NR_029244.1 


laceae; 


teria; 


Bacillus. 


3965170 3965108 9 71 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodoc 


3978380 3978302 1 79 


4018436 4018366 1 71 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Kangiella. 


4038309 4038239 1 71 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Th 


4041336 4041258 1 79 
Bacillus. 


4042794 40427161 79 


ribosomal RNA, partial sequence 
lales; 


Bacillaceae; Bacillus. 
4045828 4045758 1 71 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


4047360 40472901 71 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


4243276 4243198 1 79 


ain M54/01/1 16S ribosomal RNA, partia 
Lactobacillales; 


Firmicutes; 


11685 11616 ? 76 


rain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; 


strain BG8 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 


4045996 4047515 Vi 
ia; Vibrionales; Vibrionaceae; Vibrio. 


gi| 219846271 


3932829 39341 
Spirochaetaceae; Borrelia 


gi| 219846252 


3959295 39607 


gi|219846249 


gi|219846240 
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gi| 219846211 


gi| 219846198 
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4039998 4041459 Bacil 


gi|219846195 
4041510 40 


gi|219846190 
4044490 40 
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4234473 42358 
nterobac 


E 
219846040 


gi 


st 


gi| 265679056 


complete sequence 
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Rhodospir 
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40370 


429 


459 


bri 


1 sequence 
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ref|NR_025861.1 


ref|NR_025842.1 


ref |NR_025839.1 
Rhodocyclus. 
ref|NR_025830.1 
3977072 397838 
illales; 


ref |NR_025801.1 


ref 


NR_025788.1 


ref 
lus 


NR_025786.1 


ref|NR_025785.1 


ref|NR_025780.1 


Alteromon 
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urae Bacteri 


ref 
Oo ez 


teriaceae; Klebs 
ref|NR_025630.1 
4241925 424342 
Streptococ 
ref |NR_029364.1 
10342 11910 
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Rhodosp 


fordii Bacte 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 
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Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 
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6 Rhodospirillum 
irillaceae; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Thiomonas intermedia 


01 4038390 Thiomonas intermedia Bacteria; 


Bacillus fordii strain 
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25 Bacillus farraginis Bacteria; 
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45 Alteromonas litorea Bacteria; 


as. 
Vibrio ezurae strain 
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Streptococcus minor 
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3 4124536 Volucribacter 


urellaceae; 


Halobacillus locisalis 


locisalis Bacteria; 
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84 Klebsiella variicola Bacteria; 
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Streptococcus 

4 Streptococcus 

cus. 

Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Lactobacillus perolens 
perolens Bacteria; 


Tsukamurella pulmonis 
urella pulmonis 
sukamurellaceae; 


Clostridium 
idium propionicum 


Methylomicrobium album 


189853 191306 Methylomicrobium album Bacteria; 


408672 Bacteria_16S 194212 194143 20 89 gi|265678934|ref|NR_029242.1| Methylobacter 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 192873 194334 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 
Methylococcaceae; Methylobacter. 
408672 Bacteria_16S 297935 297859 11 87 gi| 265678862 |ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408672 Bacteria_16S 713130 713053 11 88 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408672 Bacteria_16S 737709 737640 20 89 gi|265678556|ref|NR_028860.1| Entomoplasma lucivorax 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
408672 Bacteria_16S 982954 982885 20 89 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 
strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
408672 Bacteria_16S 1027454 1027377 12 89 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 
408672 Bacteria_16S 1077307 1077228 11 90 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 
408672 Bacteria_16S 1178727 1178662 13 78 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 
408672 Bacteria_16S 1306883 1306814 11 80 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 
408672 Bacteria_16S 1715167 1715102 11 76 gi| 219878398 |ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 
408672 Bacteria_16S 1759448 1759379 11 80 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
408672 Bacteria_16S 2054781 2054692 1 89 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
408672 Bacteria_16S 2112693 2112616 11 88 gi|219857660|ref|NR_025249.1| Mycobacterium 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
408672 Bacteria_16S 2129365 2129288 11 88 gi|219857649|ref|NR_025238.1| Mycobacterium 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 
408672 Bacteria_16S 2135365 2135288 11 88 gi| 219857645 |ref|NR_025234.1| Mycobacterium microti 
strain ATCC 19422 16S ribosomal RNA, partial sequence 2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
408672 Bacteria_16S 2287323 2287254 1 69 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 
408672 Bacteria_16S 2306848 2306779 11 80 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 
408672 Bacteria_16S 2368952 2368875 12 89 gi| 219857481 |ref|NR_025069.1| Mycoplasma 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
408672 Bacteria_16S 2441914 2441845 1 69 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
408672 Bacteria_16S 2662052 2661983 11 80 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 
408672 Bacteria_16S 2818128 2818059 20 89 gi| 219856912 |ref|NR_024733.1| Coprobacillus 
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408672 Bacteria_16S 31708 31640 11 79 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

408672 Bacteria_16S 36146 36082 i 75 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

408672 Bacteria_16S 46626 46550 ame 87 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408672 Bacteria_16S 72501 72425 11 87 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 #Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

408672 Bacteria_16S 96624 96556 8 76 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

408672 Bacteria_16S 108798 108722 11 87 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

408672 Bacteria_16S 116546 116470 11 87 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

408672 Bacteria_16S 136369 136293 11 87 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

408672 Bacteria_16S 163638 163562 11 87 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

408672 Bacteria_16S 221978 221902 11 87 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

408672 Bacteria_16S 226459 226383 11 87 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408672 Bacteria_16S 227966 227890 11 87 gi|265678911|ref|NR_029219.1| Mycobacterium 
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ref |NR_029007.1 


nebacterineae; 


ref|NR_028974.1 
2 Psychrobacter 
ae; 
ref|NR_028971.1 

578821 580286 
es; 


ref|NR_028970.1 
580337 581817 
cetales; 


ref |NR_028967.1 
8 586308 Bacill 


ref |NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref |NR_028948.1 
0 613627 Psychr 
Ps 
ref|NR_028945.1 
5 618320 Mycoba 


ref|NR_028943.1 


19766 621178 


a 


265678635 


245166 246646 
Corynebacterineae; Nocardiaceae; 


419777 421277 
Micrococcineae; 


Mycobacterium obuense 
obuense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium aurum 
aurum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Rhodococcus 
Rhodococcus 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
Pseudonocardiaceae; 


Kutzneria. 
Brevibacterium 
Brevibacterium 
Brevibacteriaceae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Saccharothrix 
Saccharothrix 


Pseudonocardineae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 


3 481120 Mycobacterium boenickei 
Mycobacteriaceae; 


Corynebacterium 


6 525550 Corynebacterium ciconiae 
Corynebacteriaceae; 


Psychrobacter pulmonis 
pulmonis Bacteria; 


Psychrobacter. 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Psychrobacter faecalis 
faecalis Bacteria; 

Es 

Corynebacterium 
Corynebacterium 
terineae; 


Psychrobacter 
obacter nivimaris 
ychrobacter. 
Mycobacterium 
cterium holsaticum 


Mycobacteriaceae; 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 


ref|NR_028940.1 


Mycobacterium palustre 


624219 625725 Mycobacterium palustre Bacteria; 


408672 Bacteria_16S 627106 627042 11 75 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

408672 Bacteria_16S 634723 634659 11 75 gi| 265678628 |ref|NR_028933.1| Fusobacterium equinum 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

408672 Bacteria_16S 650132 650057 13 89 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

408672 Bacteria_16S 651608 651540 11 79 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

408672 Bacteria_16S 655975 655907 1 69 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

408672 Bacteria_16S 790306 790230 11 87 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

408672 Bacteria_16S 811803 811727 11 87 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

408672 Bacteria_16S 878449 878373 11 87 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


strain AS4.0578 16S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 913659 913583 11 
aerocolonigenes strain NRRL B-3298 16S 
aerocolonigenes Bacteria; Actinobacteri 
Actinosynnemataceae; Lechevalieria. 

408672 Bacteria_16S 915217 915141 11 
pretiosum subsp. pretiosum strain C-150 


ial sequence 877138 87856 


3 Lentzea flaviverrucosa Bacteria; 


omycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 

87 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
a; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

87 gi|265678435|ref|NR_028737.1| Actinosynnema 
03 16S ribosomal RNA, partial sequence 913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Pseudonocardineae; Act 
408672 Bacteria_16S 964720 964644 11 
strain Y9 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 984556 984496 11 
subsp. socranskii strain D56BRIII6 16S 
socranskii subsp. socranskii Bacteria; 
408672 Bacteria_16S 
japonensis strain 
Bacteria; Bacteroidetes; 
408672 Bacteria_16S 1096941 1096861 1 
orleanensis strai 
orleanensis Bacte 
Acetobacter. 
408672 Bacteria_16S 1133292 1133216 11 
sanguinis strain CF63 16 
Bacteria; Actinobacteria 
Brevibacterium. 
408672 Bacteria_16S 1134774 1134698 11 
sphenisci strain CECT 5990 16S ribosoma 
sphenisci Bacteria; Actinobacteria; Act 
Corynebacteriaceae; Corynebacterium. 
408672 Bacteria_16S 1171164 1171088 11 
DSM 43833 16S ribosomal RNA, partial se 
Bacteria; Actinobacteria; Actinobacteri 
Thermobispora. 
408672 Bacteria_16S 1236169 1236093 11 
frederiksbergense strain DSM 44346 16S 

frederiksbergense Bacteria; Actinobacte 
Mycobacteriaceae; Mycobacterium. 

408672 Bacteria_16S 1251214 1251138 11 
strain CDC 941078 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacteri 
Mycobacterium. 
408672 Bacteria_16S 1252628 1252568 11 
subsp. paredis strain ATCC 35535 16S ri 
socranskii subsp. paredis Bacteria; Spi 
408672 Bacteria_16S 1254155 1254095 11 


1062496 1062428 11 


; Actinobacteri 


87 


quence 
omycetales; 


Fk 


79 


80 


87 


87 
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quence 
dae; Actinomycet 


87 
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ae 


vat 
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gi 
96 


Cory 


gi 


ribosomal RNA, p 
Spirochaetes; 


gi 


758 16S ribosomal RNA, partial sequen 


Sphingobacteria; Sphingobacter 


gi 


n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


gi 


S ribosomal RNA, partial sequen 
dae; Actinomycet 


gi 


1 RNA, partial s 
inobacteridae; Actinomycet 


gi 
11 


gi 


ribosomal RNA, p 
ria; Actinobacte 


gi 


rtial sequence 
dae; Actinomycet 


gi 


bosomal RNA, par 


rochaetes; Spiro 


gi 


Sp 


; Actinosy 
265678402 
3457 96488 
nebacterin 
265678388 


irochaetal 
265678336 
ce 10611 
iales; Chi 
265678312 
1 sequence 
ia; Rhodos 


253680768 
ce 11319 
ales; Micr 


253680767 
equence 


228719618 
69826 11712 
ales; Pseu 


219878254 
artial seq 
ridae; Act 


219857412 
12499 
ales; Cory 
219857241 
tial seque 


chaetales; 


artial sequenc 


ref 


eae; 
ref 


es; 
ref 


tino 


piri 
ref 
ococ 


ref 


R 


ref 
dono 
ref 
uenc 
inom 
ref 
neba 
ref 


nce 
Spi 


219857240 


nnema. 


67 1062648 Chiti 


1095628 10 


55 1133449 Br 


133500 11348 


ales; 


94 Thermobispora 


18 1251238 Mycob 


NR_028704.1 


Nocardiacea 
NR_028690.1 
e 983192 
Spirochaetac 
NR_028638.1 
n 
phagaceae; C 
NR_028614.1 
9707 
llales; Acet 
NR_028016.1 
evib 


cineae; Brev 


NR_028015.1 
8 
t 


; Corynebac 


NR_027583.1 


cardineae; P 
NR_025393.1 
e 123486 
ycetales; Co 


NR_025000.1 
a 
cterineae; M 
NR_024869.1 

125128 
rochaetacea 


ref 


subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 


e: 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Treponema socranskii 
984718 Treponema 
eae; Treponema. 
Chitinophaga 

ophaga japonensis 
hitinophaga. 
Acetobacter 

0 Acetobacter 
obacteraceae; 


Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Treponema socranskii 
9 1252767 Treponema 


7 Treponema. 


NR_024868.1 
125281 


Treponema socranskii 
8 1254294 Treponema 


408672 Bacteria_16S 


1351307 135123111 


87 


DSM 43247 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


408672 Bacteria_16S 


408672 Bacteria_16S 
maritimus strain 
Bacteria; 
408672 Bacteria_16S 
strain LM 036 16S 


408672 Bacteria_16S 


1358785 1358721 11 


1423571 1423503 1 


1440558 1440482 11 


1446731 1446663 1 


75 


Fusobacteria; 


69 


87 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ref 


69 


strain R7 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408672 Bacteria_16S 


spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; 


1451221 1451145 11 


Corynebacteriaceae; Corynebacterium. 


408672 Bacteria_16S 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


pacificensis Bacteria; 
Psychrobacter. 
408672 Bacteria_16S 
afermentans subsp. 


Actinomycetales; 
408672 Bacteria_16S 

texasensis strain NRRL 
texasensis Bacteria; 
Actinosynnemataceae; 
408672 Bacteria_16S 


espanaensis strain NRRL 15764 16S ribos 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 
Saccharothrix. 


Actinosynnemataceae; 
408672 Bacteria_16S 
diospyrosa strain NRRL 
diospyrosa Bacteria; 
Actinosynnemataceae; 
408672 Bacteria_16S 


canariasense strain 502329 16S ribosoma 


canariasense Bacteria; 
Mycobacteriaceae; 
408672 Bacteria_16S 
strain MK27-91F2 


408672 Bacteria_16S 
strain JCM 9114 1 


408672 Bacteria_16S 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 
408672 Bacteria_16S 


afermentans strain C 
Corynebacterium afermentans subsp. 
Corynebacterineae; Cor 


Mycobacterium. 


16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 


6S ribosomal RNA, part 
Actinobacteria; Actinobacteridae; Actin 


1470827 1470759 1 
Proteobacteria; 


1501099 1501023 11 


1537190 1537114 11 


B-16134 16S ribosomal RNA, partial 
Actinobacteria; Ac 
Saccharothrix. 


1538753 1538677 11 


1543423 1543347 11 


1561344 1561268 11 
Actinobacteria; 


1574839 1574763 11 


1576365 1576289 11 


1604101 1604025 11 


1629708 1629633 13 


87 


69 


87 


87 


87 


87 


87 


87 


87 


87 


89 


strain T4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 


408672 Bacteria_16S 
strain LMG 21880 
Firmicutes; 
408672 Bacteria_16S 
albatum strain R 


Kibdelosporangium. 
408672 Bacteria_16S 


Bacillales; 


1631240 1631152 1 


Bacillaceae; 
1666350 1666274 11 


1722853 1722785 1 


89 


87 


69 


strain NF11 16S ribosomal RNA, partial sequence 


408672 Bacteria_16S 


1724394 1724326 1 


69 


strain NF23 16S ribosomal RNA, partial sequence 


408672 Bacteria_16S 


1727305 1727229 11 


87 


gi 
13 


gi 


Fusobacteriales; 


gi 


Pi2-20 16S ribosomal RNA, partial sequence 1 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 
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14 


gi 
14 


gi 


gi 


gi 
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gi 


tinobacteridae; 


gi 


omal RNA, partial sequence 


gi 


tinobacteridae; 


gi 


1 RNA, partial sequence 
Actinobacteridae; 


gi 


tial sequence 1573526 15750 
omycetales; 


gi 


ial sequence 1575051 15765 
omycetales; 


gi 


gi 


1628419 16298 


gi 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


gi 


761-7 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


1721510 17230 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
ref 
41 Psychrobacter 


gi 


1723051 17245 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
ref 


gi 


228720546 


228720055 
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224581423 
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ref jes) 
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224581420 


224581406 
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219856868 


219856867 


219878475 


219878457 


219878456 


219878431 
16650 


219878393 


219878392 


219878390 


rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


ref 
49993 1351464 Gordonia bronchialis DSM 43247 
Corynebacterineae; 
ref 
gonidiaformans strain ATCC 25563 16S ribosomal RNA, partial sequence 
gonidiaformans ATCC 25563 Bacteria; 


ref 
1469465 14709 
Pseudomonadales; 


ref 
IP 103499 16S ribosomal RNA, 


ref 
1537426 15389 
Actinomycetal 


ref 
B-24047 16S ribosomal RNA, partial sequence 1542095 15436 
Actinobacteria; Ac 
Actinokineospora. 


Actinomycetale 


ref 
1560055 15614 
Actinomycetales; 


ref 
00 Umezawaea tangerina Bacteria; 
Pseudonocardineae; 
ref 
26 Lentzea waywayandensis Bacteria; 
Pseudonocardineae; 
ref we 
1602772 160426 
Actinobacteria; Actinobacteridae; Actinomycetales; 
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Micrococcin 
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ethylocella. 
NR_025595.1 
NR_025570.1 
cardineae; P 


NR_025532.1 


Psychrobacte 
NR_025531.1 


Psychrobacte 


Gordoniaceae; 


omplete sequence 
afermentans Bacteria; Actinobacteria; 
Corynebacterium. 

ref 
sequence 1535864 15373 
Actinomycetales; 


Gordonia bronchialis 


Gordonia. 
Fusobacterium 

0 1358872 Fusobacterium 

Fusobacterium. 

Psychrobacter 


robacter maritimus 
Psychrobacter. 


Lentzea violacea 


Lentzea. 
Psychrobacter arenosus 
arenosus Bacteria; 


Corynebacterium 
6 Corynebacterium 


Corynebacterineae; 


Psychrobacter 
0 Psychrobacter 


Moraxellaceae; 


Corynebacterium 
1499786 1501111 


Actinobacteridae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Umezawaea tangerina 


mataceae; Umezawaea. 
Lentzea waywayandensis 


mataceae; Lentzea. 
Brevibacterium 

4 Brevibacterium 

eae; Brevibacteriaceae; 


Methylocella tundrae 


Bacillus gelatini 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Psychrobacter luti 
luti Bacteria; 

a 

Psychrobacter fozii 
fozii Bacteria; 

r. 


NR_025529.1 


Mycobacterium 


1725987 1727471 Mycobacterium 


408672 Bacteria_16S 
strain DSM 44222 


408672 Bacteria_16S 


moriokaense strain DSM 44221 16S ribosomal RNA, partial 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
408672 Bacteria_16S 
marincola strain 


408672 Bacteria_16S 
submarinus strain 


408672 Bacteria_16S 
strain DSM 2665 1 


408672 Bacteria_16S 
smegmatis strain 


Mycobacteriaceae; 
408672 Bacteria_16S 


simulans strain UCL553 16S ribosomal RN. 
Bacteria; Actinobacteria; Actinobacteri 


Corynebacterium. 
408672 Bacteria_16S 


Soel 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
408672 Bacteria_16S 


heidelbergense strain 2554/91 16S ribos 
heidelbergense Bacteria; Actinobacteria; 
Mycobacterium. 


Mycobacteriaceae; 
408672 Bacteria_16S 


scrofulaceum strain ATCC 
scrofulaceum Bacteria; Actinobacteria; 
Mycobacterium. 


Mycobacteriaceae; 
408672 Bacteria_16S 
tokaiense strain 
tokaiense Bacteria; 
Mycobacteriaceae; 
408672 Bacteria_16S 
poriferae strain 
poriferae Bacteria; 
Mycobacteriaceae; 
408672 Bacteria_16S 
strain ATCC 51384 


ATCC 27 


ATCC 35 


16S ribosomal 


1728844 1728768 11 


1731893 1731817 11 


1826240 1826172 1 


1827718 1827650 1 


2015169 2015097 8 


2034520 2034444 11 


2037594 2037518 11 


2089843 2089783 11 


Xanthomonadales; 
2091302 2091226 11 


2130844 2130768 11 
19981 


2132349 2132273 11 
282 16S 


2133852 2133776 11 
087 16S 


2136883 2136807 11 


87 


87 


69 


69 


80 


87 


87 


71 


2088549 2089942 Ne 
Sinobacteraceae; 


87 


87 


87 


87 


87 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408672 Bacteria_16S 
strain ATCC 927 1 


2165557 2165481 11 


87 


Actinobacteria; Actinobacteridae; Actinomycetales; 


408672 Bacteria_16S 


chloroethenivorans strain SL-1 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardia. 


Pseudonocardiaceae; 
408672 Bacteria_16S 
aetherivorans strain 


Nocardiaceae; 
408672 Bacteria_16S 
strain YKJ-103 16 
Proteobacteria; 
408672 Bacteria_16S 
strain Z-7792 16S 
Firmicutes; Bacil 
408672 Bacteria_16S 
strain NRCM 00-25 


408672 Bacteria_16S 
strain FI-13295 1 


408672 Bacteria_16S 


S ribos 


2167098 2167022 11 


2174678 2174602 11 


10bc312 16S ribosomal RNA, partial 
aetherivorans Bacteria; 


2176252 2176184 1 


2192960 2192882 1 


2218596 2218520 11 


2328123 2328047 11 


2416164 2416096 8 


87 


87 


69 


omal RNA, partial sequence 
Gammaproteobacteria; 


79 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 


87 


87 


76 


gi 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


gi 


gi 


gi 


6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


gi 


ATCC 19420 16S ribosomal RNA, partial 
smegmatis Bacteria; Actinobacteria; Act 
Mycobacterium. 


inobacteridae; Actinomy 


gi 


A, partial sequence 
dae; Actinomycetales; 


gi 


gi 


omal RNA, partial 


gi 


16S ribosomal RNA, partial 
Actinobacteridae; 


gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


gi 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


gi 


RNA, partial sequence 


gi 


Corynebacterineae; 


gi 


16S ribosomal RNA, partial 


gi 


Actinobacteria; Actinobacteridae; 
Rhodococcus. 


gi 


2174910 21764 
Pseudomonadales; 


gi 


2191612 21930 


gi 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


gi 


219878389 


219878387 
sequence 


219878319 


KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; 


219878318 


KMM 225 16S ribosomal RNA, partial sequence 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; 


219878186 


219878172 
sequence 


219878170 


20 


219878130 


Nevskia. 
219878129 


219857648 


219857647 
sequence 


219857646 
sequence 


219857644 


219857625 


6S ribosomal RNA, partial sequence 2164214 21657 


219857624 


219857619 
sequence 


219857616 


Moraxellaceae; 


219857604 


219857587 


219857511 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857450 


inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 


inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


Desulfovibrio. 


Actinomycetales; 


Pseudomonadales; 


Pseudomonadales; 


153 


cetales; 


362 
Corynebacterineae; 


sequence 


Actinobacteridae; Actinomycetales; 


sequence 2129523 21309 


Actinomycetales; 


inomycetales; 


inomycetales; 


21355 
Corynebacterineae; 


sequence 2165786 21672 


Actinomycetales; 


22172 


ref|NR_025528.1 
13 Mycobacterium 


ref|NR_025526.1 
1730570 17320 


ref|NR_025458.1 
1824887 18263 


ref|NR_025457.1 


ref|NR_025325.1 


2033216 203470 


ref|NR_025309.1 


ref |NR_025269.1 


vskia ramosa Bacteria; 


ref |NR_025268.1 
2089993 209143 


ref |NR_025237.1 


8 


ref 
2 


NR_025236.1 
131039 213248 
Corynebact 


ref 
2 


NR_025235.1 
132540 213398 
Corynebact 


ref |NR_025233.1 
74 2137022 Mycoba 
Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
Mycobacteri 
NR_025213.1 
2 
P 


ref 


ref 
2 


NR_025208.1 
173451 217485 
Coryne 


ref|NR_025205.1 
03 Psychrobacter 
Psychrobacte 
ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025175.1 
Mycobacteri 
ref|NR_025099.1 
77 Mycobacterium 
Mycobacteri 


6 
Corynebacterineae; 


1 
Moraxel 


Mycobacterium pulveris 
pulveris Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 
2 Mycobacterium 


Psychrobacter 
4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 


1826365 1827792 Psychrobacter 
Moraxellaceae; 


Psychrobacter. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Hyphomonas. 
ref|NR_025311.1| Mycobacterium 


2 Mycobacterium 


Corynebacterineae; 


Corynebacterium 


84 2037751 Corynebacterium simulans 
Corynebacteriaceae; 


Nevskia ramosa strain 
Proteobacteria; 


Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
8 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Pseudonocardia 

9 Pseudonocardia 
seudonocardineae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Psychrobacter jeotgali 
jeotgali Bacteria; 

aes 

Amphibacillus tropicus 
tropicus Bacteria; 


Mycobacterium lacus 


72 2218741 Mycobacterium lacus Bacteria; 


aceae; Mycobacterium. 
Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 


ref|NR_025038.1 
2414827 241631 


Desulfovibrio 
0 Desulfovibrio 


Desulfovibrionaceae; 


408672 Bacteria_16S 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
408672 Bacteria_16S 
strain SCH-89 16S 


408672 Bacteria_16S 


strain VP-6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


408672 Bacteria_16S 


2422338 2422262 11 


2537108 2537036 8 


2538466 2538394 8 


2539871 2539799 8 


87 


80 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


80 


80 


strain VP-5 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


408672 Bacteria_16S 
strain MHS-2 16S 


408672 Bacteria_16S 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


408672 Bacteria_16S 


strain CIP 103464 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


408672 Bacteria_16S 
thomssenii strain DSM 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Corynebacteriaceae; Corynebacterium. 
408672 Bacteria_16S 2696305 2696233 8 80 gi|219857191 


floricola strain 
Bacteria; 
408672 Bacteria_16S 


2541201 2541129 8 


2594823 2594747 11 


2640827 2640751 11 


2655984 2655908 11 


44276 16S ribosomal RNA, partial sequence 


2712947 2712869 1 


80 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


87 


87 


87 


S-877 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


79 


strain 15-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
408672 Bacteria_16S 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 


Bacillales; 


Bacillaceae; 
2715910 2715842 1 


Bacillus. 


69 


gi] 219857445 


gi| 219857353 
2535834 25371 


gi|219857352 
2537193 25385 


gi|219857351 
2538597 25399 


gi| 219857350 
2539981 25412 


gi| 219857272 


219857231 
26395 


gi 


gi|219857221 


26950 


gi|219857180 
2711598 27129 


gi|219857178 


Actino: 


ref 
2 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
2 


ref 
102 


ref 


ref 
2 


mycetales; 


ceae; 


ceae; 


ceae; 


ceae; 


10 Mycobacterium 
Mycobacteriaceae; Mycobacterium. 


eae; 


eae; 


tales; 


NR_025033.1 


NR_024941.1 


NR_024940.1 


NR_024939.1 


NR_024938.1 


NR_024903.1 


NR_024859.1 


NR_024849.1 
654667 265613 
Corynebac 


NR_024819.1 


NR_024808.1 


NR_024806.1 
714566 271605 


Rhodococcus 


421026 2422502 Rhodococcus 
Corynebacterineae; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 
Hyphomonas. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Hyphomonas. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Hyphomonas. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Hyphomonas. 


Mycobacterium tusciae 
tusciae Bacteria; 


Mycobacterium alvei 


12 2640976 Mycobacterium alvei Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Corynebacterium 
8 Corynebacterium 
terineae; 


Saccharibacter 


696445 Saccharibacter floricola 
Acetobacteraceae; 


Saccharibacter. 
Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Psychrobacter 
7 Psychrobacter 


okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

408672 Bacteria_16S 2759409 2759341 11 79 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

408672 Bacteria_16S 2906994 2906918 11 87 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 
408672 Bacteria_16S 2938845 2938769 11 87 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 

408672 Bacteria_16S 2940364 2940288 11 87 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
408672 Bacteria_16S 2955486 2955410 11 87 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

408672 Bacteria_16S 2987465 2987389 11 87 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

408672 Bacteria_16S 3023851 3023775 11 87 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 
Gordonia. 


Gordoniaceae; 
408672 Bacteria_16S 


strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methy 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 


408672 Bacteria_16S 


riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


riegelii Bacteria; 


3072301 3072226 13 


3120522 3120446 11 


Corynebacteriaceae; Corynebacterium. 


408672 Bacteria_16S 
pedioforme strain 


408672 Bacteria_16S 


3150516 3150446 1 


3176428 3176352 11 


89 


87 


7a 


DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; 


87 


gi|219846874 


gi| 219846842 


gi| 219846822 


Chromat 


ref 


ref 


Ww 


les; 


ref 


w 


gi|219846804 


mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 


ref 


tinomycetales; C 


locella palustri 
Methylocella. 


iales; 


NR_026466.1 


NR_026434.1 
119211 312059 
Corynebacte 


NR_026414.1 
149167 315062 
Chromatia 


orynebacterineae; 


Methylocella palustris 
s Bacteria; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Thiolamprovum 
5 Thiolamprovum 
ceae; Thiolamprovum. 


NR_026396.1 


Corynebacterium 


3175122 3176580 Corynebacterium 


mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 
408672 Bacteria_16S 
sundsvallense strain CCUG 36622 16S rib 
sundsvallense Bacteria; Actinobacteria; 
Corynebacteriaceae; Corynebacterium. 
408672 Bacteria_16S 
lipophiloflavum strain DSM 44291 16S ri 
lipophiloflavum Bacteria; Actinobacteri 
Corynebacteriaceae; Corynebacterium. 
408672 Bacteria_16S 
imitans strain 2023 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteri 
Corynebacterium. 
408672 Bacteria_16S 
strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 
408672 Bacteria_16S 
strain DSM 44183 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_16S 
parafortuitum strain DSM 43528 16S ribo 
parafortuitum Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium. 


A 16S ribosomal RNA, p 
acteria; Actinobacteri 


3208366 3208290 11 


3214341 3214265 11 


3215863 3215787 11 


3225027 3224959 11 


3337152 3337076 11 


3338662 3338586 11 


219846783 
ia 
e; 


87 gi 
osomal RNA, part 
Actinobacterida 


219846778 
ti 
da 


87 gi 
bosomal RNA, par 
a; Actinobacteridae; 
219846777 
32145 


87 gi 
partial sequence 
dae; Actinomycetales; 
219846771 
32236 


79 gi 
artial sequence 
dae; Actinomycetales; 
87 gi|219846694 
tial sequence 3335845 33373 
omycetales; Coryne 
87 gi| 219846693 
somal RNA, partial sequenc 
Actinobacteridae; 


408672 Bacteria_16S 
austroafricanum strain ATCC 33464 16S r 
austroafricanum Bacteria; Actinobacteri 
Mycobacteriaceae; Mycobacterium. 


3340174 3340098 11 


219846692 
rtial sequ 
dae; Actin 


87 gi 
ibosomal RNA, pa 
a; Actinobacteri 


1 sequen 
Actinomycet 


al seque 


Actin 


Cory 


Acti 


bacterin 


Actinomycet 


ref|NR_026375.1 
ce 3207052 32085 
ales; Coryn 


ref 
nce 
omyc 


NR_026370.1 
32130 
etales; Cor 


ref|NR_026369.1 
49 3216020 Coryn 
nebacterineae; 


ref |NR_026363.1 
89 3225098 Actin 
nomycineae; Act 


ref|NR_026286.1 
03 Mycobacterium 
eae; Mycobacter 
ref|NR_026285.1 
e 3337354 33388 
ales; Coryn 


ref 
ence 
omyc 


NR_026284.1 
33388 
etales; Cor 


1 
e 


2 
y, 


e 
c 


fo} 
i 


i 


a 
e 


6 
y 


408672 Bacteria_ 
chliarophilus str 
chliarophilus Bac 
408672 Bacteria_ 
strain DSM 2062 1 
Actinobacteria; Actinobacteridae; Actin 


408672 Bacteria_ 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


408672 Bacteria_ 


xerosis strain AT 
Bacteria; Actinob 


Corynebacterium. 
408672 Bacteria_ 


strain DZZM 328 1 
Actinobacteria; Actinobacteridae; Actin 


Corynebacterium. 
408672 Bacteria_ 
strain DSM 43205 


Actinobacteria; Actinobacteridae; Actin 


408672 Bacteria_ 
strain 


408672 Bacteria_ 


marinonascens str 
marinonascens Bac 
Rho 


Nocardiaceae; 
408672 Bacteria_ 


denticolens strai 
denticolens Bacte 


Actinomycetaceae; 
408672 Bacteria_ 


strain NCTC 11636 
Actinobacteria; Actinobacteridae; Actin 


408672 Bacteria_ 
chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 
408672 Bacteria_ 


DSM43338 
Actinobacteria; Actinobacteridae; Actin 


16S 3390516 3390452 12 76 gi 
ain ATCC 700543 16S ribosomal RNA, par 
teria; Deinococcus-Thermus; 
16S 3394989 3394913 11 
6S ribosomal RNA, part 


Deinococci; 
87 gi 


omycetales; Micr 
16S 3432488 3432412 11 87 gi 
CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
16S 3433936 3433860 11 
Cc 373 16S ribosomal R 
acteria; Actinobacteri 


87 gi 
NA, partial sequ 
dae; Actinomycet 
16S 3436728 3436652 11 
6S ribosomal RNA, part 


87 gi 


omycetales; Cory 


16S 3473232 3473156 11 
16S ribosomal RNA, par 


87 gi 
omycetales; Cory 
16S 3474767 3474691 11 87 gi 
16S ribosomal RNA, complete sequence 
omycetales; Cory 
16S 3477816 3477740 11 87 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 
16S 3480826 3480750 11 87 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 
16S 3482301 3482225 11 
16S ribosomal RNA, pa 


e 


1 


87 gi 
rtial sequence 

omycetales; Acti 
16S 3493046 3492970 11 87 gi 
ATCC 43826 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 
16S 3500497 3500433 11 


75 gi 


ti 


oc 


Ac 


ne 


ne 


ne 


no 
219846581 
sequence 


id 


sequ 


ce 
es; 


se 


v 


seq 


myc 


ae; 


219846652 
al seque 
Thermale 
219846649 
ial sequence 3393663 33951 
occineae 
219846623 


ence 


tinomyce 


219846621 
en 
al 


34326 


Cory 


219846619 
ial sequence 3435424 34367 
bacterin 


219846594 
tial sequence 3471913 34733 
bacterin 
219846593 


34734 


bacterin 
219846591 
al 


quenc 


Actinomycet 


219846589 


uence 


Actinomyc 


219846588 


34809 
ineae 


Acti 


219846576 


ref 
nce 
se - Tt 
ref 


NR_026244.1 
33892 
hermaceae; 
NR_026241.1 
; Brevibacteria 
ref|NR_026215.1 
3431175 343257 
tales; Coryneba 


ref|NR_026213.1 
26 3433942 Coryn 
nebacterineae; 


ref |NR_026211.1 


eae; Corynebact 


ref|NR_026186.1 
eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ales; Coryne 


etal 


ref|NR_026180.1 
66 3482380 Actin 
Actinomycetac 
NR_026173.1 
3491744 349320 
nomycetales; Cor 


v 


ref 


4 
Meiothermus. 


Cc 


e 
Cc 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


nebacterineae; 


Meiothermus 
4 3390664 Meiothermus 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 
c 


eae; Brevibacterium. 
Corynebacterium 

5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 


orynebacteriaceae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 
e 


riaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 
bacterineae; 


Actinomyces 
5 Actinomyces 
cineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Mycobacterium 

9 Mycobacterium 
ynebacterineae; 


Cetobacterium ceti 


NR_026168.1 


strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 


Fusobacteria; 


Fusobacteriales; 


Fusobacteriaceae; 


Cetobacterium. 


408672 Bacteria_16S 3503414 3503338 11 87 gi|219846574|ref|NR_026166.1| Brevibacterium linens 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 3503572 Brevibacterium linens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
408672 Bacteria_16S 3581118 3581031 1 89 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

408672 Bacteria_16S 3616395 3616319 11 87 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 


Actinobacteria; Actinobacteridae; Actin 


408672 Bacteria_16S 
komossense strain 
Bacteria; Actinob 
Mycobacterium. 
408672 Bacteria_16S 
strain 3015 16S r 


408672 Bacteria_16S 
strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 

408672 Bacteria_16S 
strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 

408672 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
408672 Bacteria_16S 
bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 
408672 Bacteria_16S 
hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 

408672 Bacteria_16S 


ibosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 


16S ribosomal RNA, 
acteria; Actinobacteri 


3617905 3617829 11 


Ko2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteri 


3625036 3624960 11 


3626581 3626505 11 


3637326 3637250 11 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3654186 3654098 1 


SEBR 3139 16S ribosomal RNA, partial 
Firmicutes; 


Clostridia; 
3664919 3664843 11 


DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


3722266 3722190 11 


3849 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


4023066 4022998 1 


omycetales; 


dae; Actinomycet 


sequence 


omycetales; 


complete sequence 


Corynebacterineae; 
gi|219846494|ref 
36165 


87 


ales; 


87 gi| 219846489 
3623734 36252 
Corynebacterineae; 
gi| 219846488 |ref 
36252 


ref 


87 


inomycet 


87 219846420 


37209 


gi ref 


Coryneba 


17 Mycobacterium 


68 3626729 Mycob 


ales; 


52 3722442 Mycob 


Mycobacter 
NR_026086.1 


NR_026081.1 


Mycobacteri 
NR_026080.1 


NR_026011.1 
a 


i 


aceae; Mycobacterium. 
Mycobacterium 


66 3618027 Mycobacterium komossense 
cterineae; Mycobacteriaceae; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 


acterium szulgai 


dae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
87 gi| 219846481 |ref|NR_026073.1| Mycobacterium duvalii 
3636002 3637503 Mycobacterium duvalii 
ales; Corynebacterineae; Mycobacteriaceae; 
89 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
sequence 3652827 3654352 Desulfotomaculum 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
87 gi|219846462|ref|NR_026054.1| Mycobacterium 
equence 3663577 3665092 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
cterium hassiacum 


alimentarius stra 
alimentarius Bacteria; 
Psychrobacter. 


Proteobacteria; 


in JG-100 16S ribosomal RNA, partial s 


408672 Bacteria_16S 


strain NRRL B-16327 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteri 


408672 Bacteria_16S 


4032184 4032108 11 


4035288 4035212 11 


lechevalierae strain NRRL B-16149 16S r 


lechevalierae Bac 
Glycomycetaceae; 


408672 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


408672 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; G 


408672 Bacteria_16S 


nebraskense strai 
nebraskense Bacte 


teria; Actinobacteria; 
Glycomyces. 


Actinobacteridae; 


Actinomycetales; 


ales; Corynebacterineae; Mycobacteriaceae; 
69 gi| 219846208 |ref|NR_025798.1| Psychrobacter 
equence 4021723 4023216 Psychrobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
87 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
partial sequence 4030856 4032350 Glycomyces algeriensis 
dae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
87 gi|219846200|ref|NR_025790.1| Glycomyces 
ibosomal RNA, partial sequence 4033950 4035456 Glycomyces 


Glycomycineae; 


4039766 4039690 11 87 gi|219846197|ref|NR_025787.1| Mycobacterium 
LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

4056262 4056194 21 89 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
ibosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

4063811 4063735 11 87 gi|219846177|ref|NR_025767.1| Mycobacterium 
n UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 


Mycobacteriaceae; 
408672 Bacteria_16S 
strain SGT-108 16 
Proteobacteria; 
408672 Bacteria_16S 
strain SGT-39 16S 
Proteobacteria; 
408672 Bacteria_16S 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
4068359 4068299 11 71 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
4069898 4069838 11 71 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
4074418 4074342 11 87 gi|219846170|ref|NR_025760.1| Mycobacterium 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


408672 Bacteria_16S 


strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

4113737 4113661 11 87 gi|219846142|ref|NR_025732.1| Brevibacterium 


permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


4112427 4113885 Brevibacterium 


408672 Bacteria_16S 4116643 4116567 11 87 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

408672 Bacteria_16S 4121291 4121215 11 87 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
408672 Bacteria_16S 4211466 4211390 11 87 gi| 219846068 |ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

408672 Bacteria_16S 4225224 4225156 8 76 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

408672 Bacteria_16S 4234272 4234196 11 87 gi| 219846046 |ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
408672 Bacteria_16S 25609 25530 1 80 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 28537 28470 12 79 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

408672 Bacteria_16S 45136 45069 20 87 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

408672 Bacteria_16S 70997 70922 1 76 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

408672 Bacteria_16S 180397 180330 20 87 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

408672 Bacteria_16S 197233 197166 20 87 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 
strain A30 16S ribosomal RNA, partial sequence 195893 197354 Methylomicrobium agile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

408672 Bacteria_16S 245083 245008 1 76 gi| 265678899 |ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

408672 Bacteria_16S 251086 251027 20 79 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

408672 Bacteria_16S 252568 252509 20 79 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

408672 Bacteria_16S 254043 253984 20 79 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

408672 Bacteria_16S 293386 293307 1 80 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 
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strain S-182 16S 
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bacillales; Lactobacillaceae; 
351176 351117 20 79 
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gi 

ia; Rhodobacterales; Rhodobacteraceae; 
431976 431897 1 80 gi 
in MDA5605 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
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408672 Bacteria_16S 
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equence 
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265678831 
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ref 
occu 
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s kocurii Ba 
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ref 
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Proteobacteria; Gammaproteobacteria; 
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5 Pediococcus parvulus Bacteria; 
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Roseomonas gilardii 
Roseomonas gilardii 
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Croceibacter 
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5 Roseomonas gilardii Bacteria; 
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Bacteria; Firmicu 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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Bacteria; Firmicu 


408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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408672 Bacteria_16S 
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910559 910500 20 79 gi 
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v 


rales; 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


408672 Bacteria_16S 
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408672 Bacteria_16S 
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Halorhodospira. 


408672 Bacteria_16S 
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doebereinerae Bac 
Azospirillum. 


408672 Bacteria_16S 
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Bacteria; Proteob 


408672 Bacteria_16S 
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ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
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n SG 3301 16S ribosomal RNA, partial s 
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bizzozeronii stra 
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3135334 3135275 20 79 
ribosomal RNA, partial sequence 


gi 


ot 


mi 


qu 
ti 


gi 


ho 
3165799 3165728 8 79 

ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
3199402 3199331 8 79 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


gi 
il 


ia 
ct 


3212851 3212784 12 79 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


al 
te 


3315904 3315837 20 87 
ribosomal RNA, partial sequence 
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Methylobacter marinus 
marinus Bacteria; 
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Bartonella bovis 


38 Bartonella bovis Bacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Halomonas. 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
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Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
m. 


Saccharopolyspora 
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Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 
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cterium vescum Bacteria; 
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1 Corynebacterium 
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Paracoccus alkenifer 
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Lactobacillus kunkeei 
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3 Magnetospirillum 
Rhodospirillaceae; 
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Spirochaeta africana 
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cobacter. 
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6 Amaricoccus 
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Prosthecobacter 


vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


Prosthecobacter. 


408672 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


408672 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


408672 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


408672 Bacteria_16S 


strain 101 16S ri 


3710234 3710179 23 78 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3827446 3827379 12 79 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3868247 3868188 20 79 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
3950112 3950041 8 79 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


408672 Bacteria_16S 


strain NCIMB 1176 
Bacteria; Proteob 


408672 Bacteria_16S 


salexigens strain 
Bacteria; Proteob 


408672 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


408672 Bacteria_16S 


strain A828 16S r 


3969644 3969573 8 79 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
3971100 3971021 1 80 gi 
WS 68 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
4080570 4080491 11 90 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4109138 4109067 8 79 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


408672 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


408672 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


408672 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


408672 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


4149035 4148956 11 90 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
20973 20903 1 71 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

34758 34672 1 87 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
51239 51181 22 80 gi 
All 16S ribosomal RNA, complete seque 


gi 


1 


3826129 38276 


Porphyromona 


3948831 39502 


4079234 40807 


4107869 41092 


4147699 41492 


acteria; Deltaproteobacteria; Desulfov 


408672 Bacteria_16S 
strain AS2 16S ri 
Firmicutes; Lacto 
408672 Bacteria_16S 


bacillales; 


52869 52791 


148341 148263 11 


79 


bosomal RNA, partial sequence 
Enterococcaceae; 


89 


gi 


51487 
Enterococ 


gi 


aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 


408672 Bacteria_16S 


strain 1H 9 16S 
Proteobacteria; 


strain P 1-22-1 1 
Proteobacteria; B 


408672 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


408672 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


408672 Bacteria_16S 


strain Hbl 16S ri 
Proteobacteria; E 


408672 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; Clost 


408672 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


408672 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


408672 Bacteria_16S 


strain G-16.1 16S 


G 
408672 Bacteria_16S 


n Ra 333 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 

215884 215818 21 87 

ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
238770 238700 1 71 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
240317 240247 1 71 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

241903 241833 1 71 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


276596 276538 21 79 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
388770 388692 1 79 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
419603 419537 21 87 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
474959 474881 1 79 gi 
rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; E 
491848 491782 21 87 gi 
ribosomal RNA, partial sequence 


gi 


214535 21600 


6S ribosomal RNA, partial sequence 237457 23896 


240595 24207 


275297 27676 


387448 38884 


418286 41972 


219846430 
e 37089 
robiales; 

219846345 


s; Helicob 
219846317 
38668 
daceae; Po 
219846259 


Acetobacte 
219846246 
39683 
rillales; 

219846245 
ence 39698 
terales; R 
219846166 


taceae; Sp 
219846146 


nellaceae; 
219846115 


taceae; Sp 
265679050 
sequence 
a; Burkhol 


265679041 
33436 
obacterine 
265679030 
nce 49907 
ibrionales 
265679029 
53037 
cus. 
265678964 
quence 
Actinomyc 


265678919 


Halomonad 
265678903 


rkholderia 
265678902 
nce 23901 
riales; Bu 


265678901 
rkholderia 
265678876 


s; Helicob 
265678796 


Veillonel 
265678775 


Halomonad 
265678735 
sequence 
nterococca 


ref 


Verr 
ref 


acte 
ref 


rphy 
ref 


race 
ref 


Rhod 
ref 


hodo. 
ref 


irop 
ref 


Bar 
ref 


irop 
ref 


deri 
ref 


ae; 
ref 


; De 


ucomicrobia 


Hel 


raceae; 


romonas. 


Acidoce 


ae; 


ospirillace 


bacteraceae 


lasma. 


tonella. 


lasma. 


21106 


ales; Burkh 


Atopo 
Coriobacter 


Desul 
sulfovibrio 


NR_026021.1 
07 3710374 Prost 


NR_025935.1 
02 Helicobacter 


NR_025907.1 
93 3868368 Porph 


NR_025849.1 
36 Acidocella aminolytica Bacteria; 


NR_025836.1 
66 3969766 Phaeo 


NR_025835.1 
17 3971134 Rhodo 


NR_025756.1 
48 Spiroplasma melliferum Bacteria; 


NR_025736.1 
43 Bartonella chomelii Bacteria; 


NR_025705.1 
13 Spiroplasma insolitum Bacteria; 


NR_029358.1 
19628 


NR_029349.1 
34786 


NR_029338.1 
51436 


h 
c 
i 


y 


1 


s 
a 


t 
; 


fo} 


b 
i 


£ 
n 


ref|NR_029337.1 
Enterococcus 


ref |NR_029272.1 


etal 


ref 


acea 
ref 


ceae 
ref 


rkho 


ref 


ceae 


ref 


acte 
ref 


la. 
ref 


acea 
ref 


ceae 


265678724 


ref 


147044 14846 


es; Kineosp 


e; Halomona 


v 


Burkholde 


lderiaceae; 


’ 


Burkholde 


raceae; Hel 


e; Halomona 


; Enterococ 


NR_029227.1 
2 Halomonas elongata Bacteria; 


NR_029211.1 
6 Burkholderia 


NR_029210.1 
7 240544 Burkh 


NR_029209.1 
2 Burkholderia 


NR_029182.1 
1 Helicobacter 


NR_029101.1 
3 Veillonella ratti Bacteria; 


NR_029080.1 
6 Halomonas boliviensis Bacteria; 


NR_029040.1 
473588 47506 


NR_029029.1 
490502 491973 Halomonas organivorans Bacteria; 


0 
fo} 


s 


r 


fo} 


xr 


i 


s 


6 
c 


Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 

Helicobacter felis 


felis Bacteria; 


cobacter. 
Porphyromonas levii 
romonas levii Bacteria; 


Acidocella aminolytica 


la. 
Phaeospirillum fulvum 
pirillum fulvum 
e; Phaeospirillum. 
Rhodothalassium 
halassium salexigens 
Rhodothalassium. 
Spiroplasma melliferum 


Bartonella chomelii 


Spiroplasma insolitum 


Burkholderia 
Burkholderia 
lderiaceae; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 

Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 

Enterococcus asini 


asini Bacteria; 


Kineococcus 
Kineococcus 
riineae; 


Halomonas elongata 


Burkholderia glumae 


glumae Bacteria; 


ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Helicobacter bilis 


bilis Bacteria; 


cobacter. 
Veillonella ratti 


Halomonas boliviensis 


Enterococcus 
Enterococcus 
us. 


Halomonas organivorans 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


408672 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


408672 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


408672 Bacteria_16S 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


408672 Bacteria_16S 


strain Ppe8 16S r 
Proteobacteria; B 


408672 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 
Saccharospirillum 


408672 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


408672 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


408672 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


408672 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


408672 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


408672 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


514747 514669 1 79 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
549873 549795 1 79 
ribosomal RNA, partial sequence 
ridia; 


gi 


Lactobac 
gi 


Clostridiales; Veillonellaceae; 
584696 584618 1 79 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


589239 589177 1 63 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
605722 605656 21 87 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


gi 


643998 643920 1 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
681780 681710 1 71 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
683185 683115 1 71 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
704312 704250 9 71 gi 


79 gi 


ammaproteobacteria; Chromatiales; Chro 
727183 727105 1 79 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
734645 734583 9 71 gi 
4270 16S ribosomal RNA, partial sequen 


acteria; Gammaproteobacteria; Chromati 


408672 Bacteria_16S 
valvarum strain MDA3079 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


408672 Bacteria_16S 
respiraculi strain AU3313 16S ribosomal RNA, partial se 


respiraculi Bacte 


408672 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


strain Uedal07 16 
Proteobacteria; G 


408672 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


408672 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


408672 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


408672 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


408672 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


408672 Bacteria_16S 


koreensis strain 
Bacteria; Actinob 
Catellatospora. 


408672 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
408672 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


ribosomal RNA, partial sequence 
bacillales; 
408672 Bacteria_16S 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 


755037 754975 9 71 gi 


acteria; Gammaproteobacteria; Cardioba 
758153 758091 1 63 gi 


ria; Proteobacteria; Betaproteobacteri 
759659 759589 1 71 gi 


771827 771769 13 71 
S ribosomal RNA, partial sequence 


gi 


898237 898159 1 79 gi 


Enterococcaceae; Enterococ 


513446 51481 


548509 55004 
Sporomusa. 


587905 58931 
rkholderia 


680477 68183 


6S ribosomal RNA, partial sequence 702960 70436 


725825 72731 


758305 75981 


770475 77198 


ales; 


896853 89837 
cus. 


265678709 


illus. 
265678686 


265678663 
equence 
ria; 


265678660 
265678648 
ence 60442 


irillales; 


265678622 


642624 644123 Sporo 


265678595 


eriaceae; 
265678594 
68188 
eriaceae; 
265678580 


matiaceae; 
265678564 


Succinisp 
265678559 
ce 73331 
ales; Chro 
265678543 
ence 75371 
cteriales; 
265678541 
quence 

a; Burkhol 
265678540 


eriaceae; 
265678532 


Micr 


265678446 


904410 904348 9 71 gi 


Rhodo 


ref|NR_029014.1 
3 Lactobacillus 


ref|NR_028991.1 


ref |NR_028968.1 
583422 584837 
bacterales; Rho 


ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholder 
ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


ref 
musa 


NR_028927.1 
ovata Bacte 
ref |NR_028900.1 
Neisseria. 

ref |NR_028899.1 
2 683236 Neisse 


Neisseria. 
ref|NR_028885.1 


Lamprocystis. 
ref|NR_028868.1 


ira. 
ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028844.1 


iella. 
NR_028836.1 


Alys 
ref 


omonosporineae Hi 


ref|NR_028748.1 
6 Enterococcus 


265678442 


d 


Lactobacillus rossiae 
rossiae Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Paracoccus 
Paracoccus 
obacteraceae; 


Burkholderia tropica 


tropica Bacteria; 


ia. 

Saccharospirillum 
rospirillum impatiens 
aceae; 


Sporomusa ovata strain 
ria; Firmicutes; 


Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Lamprocystis purpurea 


5 Lamprocystis purpurea Bacteria; 


Succinispira mobilis 


9 Succinispira mobilis Bacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

823978 823916 1 63 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
n LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

831712 831634 1 79 gi|265678492|ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

833264 833186 1 79 gi|265678491|ref|NR_028794.1| Enterococcus 
n 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
tes; Lactobacillales; Enterococcaceae; Enterococcus. 

852739 852661 11 89 gi| 265678478 |ref|NR_028781.1| Kineococcus 
ain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineococcus. 

874151 874089 1 63 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
bosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

882958 882880 11 89 gi| 265678456 |ref|NR_028758.1| Catellatospora 
LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 


Micromonosporaceae; 


Enterococcus avium 


avium Bacteria; 


ref |NR_028744.1 


Legionella gresilensis 


903072 904507 Legionella gresilensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


408672 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


408672 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


408672 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


408672 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


408672 Bacteria_16S 


strain I-132 16S 


Actinobacteria; Actinoba 
408672 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
408672 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


408672 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; B 


408672 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


408672 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 
Halomonad 


strain Esulfidel 


Proteobacteria; G 


408672 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


408672 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


408672 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


408672 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


408672 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


408672 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


408672 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


408672 Bacteria_16S 


strain CCM 132 16 
Actinobacteria; A 


408672 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


408672 Bacteria_16S 


subsp. elongata s 
elongata subsp. e 
Neisseria. 


408672 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


963259 963181 1 79 gi 
n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
997077 996999 1 79 gi 
ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1000157 1000087 1 71 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1087906 1087828 1 79 gi 
1 RNA, complete sequence 
laceae; Bacillus. 
1115164 1115086 11 89 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 
1116690 1116612 11 89 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 
1155964 1155886 1 79 
16S rib 
tes; Bacillales; 
1180262 1180200 1 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1215015 1214949 21 87 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1216495 1216429 21 87 gi 


gi 
Kine 
gi 
Kine 


gi 


Oceanoba 
gi 


Bacillaceae; 
63 


ammaproteobacteria; Oceanospirillales; 
1228560 1228502 13 71 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1284135 1284073 1 63 gi 


etaproteobacteria; Burkholderiales; Bu 
1338992 13389301 63 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


1360260 1360190 1 

ain E264 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 
udomallei group. 

1373900 1373838 1 63 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1387486 1387424 1 63 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1390478 1390404 1 75 gi 
ain HD 100 16S ribosomal RNA, partial 

00 Bacteria; Proteobacteria; Deltaprot 


a1 gi 
partial se 
Betaproteo 


gi 


1461634 1461556 11 89 

S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1473748 1473678 1 71 gi 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


1508527 1508457 1 71 gi 
train ATCC 25295 16S ribosomal RNA, co: 
longata Bacteria; Proteobacteria; Beta 


1523562 1523492 1 71 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 


gi 


Treponem 


408672 Bacteria_16S 


1534252 1534182 1 71 


265678403 
uence 


265678380 


995703 99724 


catella. 
265678378 

ce 

hales; 
265678318 


1086532 1088056 Bacil 


265678299 


1113840 11153 
osporiinea 


265678298 


1115364 11168 
osporiinea 


253680753 


osomal RNA, partial sequence 1154576 11561 


cillus. 
228717704 


1178919 1180416 Nitro 
itrosomona 


224581436 


1213697 12151 
Halomonad 


224581404 


219878281 


1227244 12287 
seudomonad 


219846066 


16S ribosomal RNA, partial sequence 1282800 12842 
rkholderia 


228721484 
quence 
bacteria; 


228720024 
quence 
bacteria; 


228717983 


1372563 13740 
rkholderia 


228716754 


1386182 13876 
Bu 


riales; 
228716586 
sequence 


224581412 


1460297 14618 
ococcineae 


224581402 


1472412 1473865 Burkh 
rkholderia 


219846303 


mplete seq 
proteobact 


219857543 


1522207 15236 


a. 
219857425 


gi 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; Bur 


kholderia cepacia complex. 


rococcacea 


99880 
Pis 


eobacteria 


ref|NR_028705.1 
961894 963406 
e; Enterococcus. 
ref|NR_028682.1 


ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028620.1 
lus akibai Bacte 
ref|NR_028600.1 
e; K 
ref 


ineosporiace 
NR_028599.1 


e; K 
ref 


ineosporiace 
NR_028001.1 


ref 
somo 
dace 
ref 


NR_027566.1 
nas eutropha 
ae; 
NR_027218.1 


acea 
ref 


e; Halomonas 
NR_027185.1 


acea 
ref 


e; Halomonas 
NR_025420.1 


aceae; Cellvibri 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref|NR_027607.1 
1337638 133913 
Burkholderiales; 
ref |NR_027587.1 

1358923 136041 
Burkholderiales; 
ref|NR_027569.1 
50 Burkholderia 
ceae; Burkholder 
ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


’ 


ref|NR_027193.1 


> Mi 
ref 
olde 
ceae 


crococcaceae 
NR_024882.1 
ria ambifari 
Burkholder 


, 


ref |NR_025893.1 
uence 150715 
eria; Neisserial 


ref |NR_025131.1 


ref|NR_025013.1 


Enterococcus 
Enterococcus 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Bacillus akibai strain 
ria; Firmicutes; 


’ 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Burkholderia hospita 


hospita Bacteria; 


ia. 

Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Burkholderia 
0 Burkholderia 


Burkholderiaceae; 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Bdellovibrio 

0 Bdellovibrio 

les; Bdellovibrionaceae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Neisseria elongata 
8 1508633 Neisseria 


es; Neisseriaceae; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Burkholderia 


1532915 153432 


2 Burkholderia 


408672 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


408672 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


408672 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


408672 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


408672 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; 


strain LMG 2096 
Proteobacteria; 


decolorationis st 
decolorationis Ba 


408672 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


408672 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


408672 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


408672 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


408672 Bacteria_16S 


strain DSM 9172 
Firmicutes; Lacto 
408672 Bacteria 
strain DSM 2875 
Firmicutes; Clost 
408672 Bacteria 
strain DSM 5090 
Firmicutes; Clost 
408672 Bacteria_ 
strain DSM 3132 

Firmicutes; Clost 


408672 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


408672 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


408672 Bacteria_16S 


strain BM5 16S ri 
Proteobacteria; G 


408672 Bacteria_16S 


strain DSM 176 16 
Proteobacteria; G 


408672 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


408672 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


408672 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


G 
408672 Bacteria_16S 


G 
408672 Bacteria_16S 


1588645 1588567 1 79 gi 
bacillales; Enterococcaceae; Enterococ 
1689077 1688999 1 79 gi 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

1753256 1753178 1 79 gi 
lales; Bacillaceae; Bacillus. 

1754805 1754735 1 FL gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1756345 1756283 21 83 gi 
ammaproteobacteria; Oceanospirillales; 
1784912 1784846 21 87 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1803143 1803065 1 79 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1836733 18366711 63 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


1838318 1838240 1 79 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1842985 1842907 1 79 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1844548 1844470 1 79 

S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 
1858021 1857943 1 79 


gi 


Isobacu 
gi 


408672 Bacteria_16S 


strain AU2944 16S 


eq 
ia 


H 


H 


ia 
ac 


e 
a8 


s 
to. 


lu 


16S ribosomal RNA, partial sequence 1587284 15887 


1687712 16892 


219878372 
16S ribosomal RNA, partial sequence 1751903 17534 


219878370 


uence 


v 


219878369 
6S ribosomal RNA, partial sequence 1755010 17565 
alomonad 
219878347 


17835 


eae; Bac 


219878311 
sequence 
Rhodo 


a; 


219878310 


equence 
bacillac 


219878307 
1841624 18431 


219878306 
1843183 18446 


m. 


219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


6S ribosomal RNA, partial sequence 1884339 18858 


ribosomal RNA, partial sequence 


Altero: 


alomonad 
219878334 
1 sequen 


219878486 |ref|NR_025625.1| Enterococcus italicus 
92 Enterococcus italicus Bacteria; 

cus. 

219878415|ref|NR_025554.1| Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


ref|NR_025509.1 
1753455 175495 
monadales; Pseud 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 

aceae; Halomonas 
ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


Halomonas muralis 
nas muralis Bacteria; 
Bacillus 
0 Bacillus 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Lactobacillus 
1 Lactobacillus 


NR_025449.1 
1836949 183846 
eae; Lactobacillus. 

ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


Trichococcus palustris 
palustris Bacteria; 


ref|NR_025435.1 
69 Trichococcus 


bacillales; Carnobacteriaceae; Trichococcus. 

16S 1882558 1882480 1 79 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
6S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

16S 1884134 1884056 1 79 gi|219878277|ref|NR_025416.1| Sporomusa malonica 

6S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 

ridia; Clostridiales; Veillonellaceae; Sporomusa. 

16S 1885714 1885636 1 79 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


ridia; Clostridiales; Veillonellaceae; Sporomusa. 
1909663 1909585 1 79 gi| 219878257 |ref|NR_025396.1| Aerococcus 
in CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
eria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
1923436 19233741 63 gi|219878246|ref|NR_025385.1| Ralstonia 
train LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
acteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
1967587 1967525 9 71 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
bosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 
2025564 2025502 9 71 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 
2040699 2040641 21 79 gi|219878168|ref|NR_025307.1| Dolosicoccus 
n 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
ria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 
2062370 2062308 9 a gi| 219878149 |ref|NR_025288.1| Lamprocystis 
rain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
cteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
2083842 2083756 1 87 gi|219878134|ref|NR_025273.1| Lactobacillus 
ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
2123292 21232301 63 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 


2121958 2123393 Ralstonia insidiosa Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 


408672 Bacteria_16S 


Paracoccus. 
408672 Bacteria_16S 


pleistocenium Bacteria; 
408672 Bacteria_16S 


Bacteria; 
408672 Bacteria_16S 


strain K9951 16S ribosomal RNA, 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
2197471 2197393 1 79 
LMG 21017 16S ribosomal RNA, 


408672 Bacteria_16S 
pantheris strain 
pantheris Bacteria; 
408672 Bacteria_16S 
strain ICPB 3636 


Firmicutes; 


408672 Bacteria_16S 
strain DSM 11853 


408672 Bacteria_16S 


Bacteria; 
408672 Bacteria_16S 


strain IPT10 16S ribosomal RNA, 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
2403779 2403701 1 79 
16S ribosomal RNA, partial sequence 


408672 Bacteria_16S 
strain ATCC 17747 
Firmicutes; Clostridia; 
408672 Bacteria_16S 


408672 Bacteria_16S 


olivapovliticus Bacteria; 
408672 Bacteria_16S 
strain CCUG 43179 
Bacteria; Firmicutes; 
408672 Bacteria_16S 

aerophilum strain 
Bacteria; 
408672 Bacteria_16S 


beliardensis Bacteria; 
408672 Bacteria_16S 


408672 Bacteria_16S 
strain ATCC 43186 
Firmicutes; Lactobacillales; 
408672 Bacteria_16S 
strain ATCC 43198 
Firmicutes; Lactobacillales; 
408672 Bacteria_16S 
strain ATCC 51266 
Firmicutes; Lactobacillales; 
408672 Bacteria_16S 


Firmicutes; 


Firmicutes; 
2466162 2466084 1 79 
16S ribosomal RNA, 
Lactobacillales; 
2469274 2469216 13 71 
AL3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 
2503767 2503705 9 71 i 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial seq 
Proteobacteria; Gammaproteobacteria; Legio 
2532602 2532540 1 63 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 25327 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
2590163 2590085 1 79 
16S ribosomal RNA, partial sequence 
Enterococcaceae; 
2591742 2591664 1 79 
16S ribosomal RNA, partial sequence 
Enterococcaceae; 
2593316 2593238 1 79 
16S ribosomal RNA, partial sequence 
Enterococcaceae; 
2614821 2614767 22 76 


2159448 2159370 1 79 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


2170184 2170106 1 79 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 
Lactobacillales; 
2186858 2186780 1 79 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; 
2188371 2188309 9 71 


partial sequence 


Lactobacillales; 


2265979 2265909 1 71 
16S ribosomal RNA, partial sequence 2264632 22660 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 

2275161 2275099 1 63 
16S ribosomal RNA, partial sequence 2273825 22753 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
2276695 2276633 1 63 
campinensis strain WS2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
2331050 2330988 1 63 


partial sequence 


Clostridiales; Veillonellaceae; Veillonel 
2437305 2437243 1 63 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 24374 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
2449516 2449450 13 79 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequen 
Lactobacillales; Carnobacte 


strain CVL 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
2639338 2639276 9 71 
succinogenes strain 1302 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


408672 Bacteria_16S 


succinogenes Bacteria; 
Actinobacillus. 
408672 Bacteria_16S 


juripiscarius Bacteria; 
408672 Bacteria_16S 

strain AM31D 16S ribosomal RNA, 
Firmicutes; Bacillales; 


Proteobacteria; 


Bacillaceae; 


2680069 2679991 1 79 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 

Firmicutes; 
2726623 2726545 1 79 


Bacillales; 


partial sequence 
Bacillus. 


Carnobacteriaceae; 


complete sequence 
Lactobacillaceae 


complete sequence 
Lactobacillaceae; 


Enterococcus 


Enterococcus 


Enterococcus 


gi| 219857629 
partial s 


gi| 219857622 


Carnobacteriaceae; 


gi|219857608 
21855 


gi|219857607 
2187032 21885 


gi|219857601 
gi|219857556 
gi|219857550 


gi] 219857549 
22753 


gi|219857509 
2329695 23312 


gi] 219857458 
24024 


gi|219857430 
gi|219857420 


gi| 219857406 
24647 
Lactobac 
gi| 219857404 
24679 
Pis 
gi|219857380 


gi|219857356 
gi|219857275 


25888 


gi| 219857274 
25903 


gi| 219857273 
25919 


gi|219857256 
2613469 26150 
Desulfov 


Carnobacterium 


ref|NR_025218.1] Paracoccus 
equence 2158194 2159597 Paracoccus 
Rhodobacterales; Rhodobacteraceae; 


ref|NR_025211.1| Carnobacterium 
2168820 2170305 Carnobacterium 
Carnobacterium. 
ref|NR_025197.1| Carnobacterium 
17 2186981 Carnobacterium viridans 


ref|NR_025196.1| Legionella busanensis 
07 Legionella busanensis Bacteria; 


ref|NR_025189.1| Lactobacillus 
2196082 2197640 Lactobacillus 

; Lactobacillus. 

ref|NR_025144.1| Simonsiella muelleri 

96 Simonsiella muelleri Bacteria; 

Simonsiella. 

ref|NR_025138.1| Cupriavidus basilensis 

08 Cupriavidus basilensis Bacteria; 

ceae; Cupriavidus. 

ref|NR_025137.1| Cupriavidus 

59 2276842 Cupriavidus campinensis 

rkholderiaceae; Cupriavidus. 

ref|NR_025097.1| Burkholderia sacchari 

17 Burkholderia sacchari Bacteria; 

ceae; Burkholderia. 

ref|NR_025046.1| Veillonella criceti 

23 2403914 Veillonella criceti Bacteria; 

la. 

ref|NR_025018.1| Cupriavidus oxalaticus 

72 Cupriavidus oxalaticus Bacteria; 

ceae; Cupriavidus. 

ref|NR_025008.1| Alkalibacterium 

ce 2448175 2449681 Alkalibacterium 

riaceae; Alkalibacterium. 

ref|NR_024994.1| Lactobacillus mucosae 

63 2466330 Lactobacillus mucosae 

illus. 

ref|NR_024992.1| Thioalkalimicrobium 

28 2469361 Thioalkalimicrobium aerophilum 

cirickettsiaceae; Thioalkalimicrobium. 

ref|NR_024968.1| Legionella 

uence 2502405 2503874 Legionella 

nellales; Legionellaceae; Legionella. 

ref|NR_024944.1| Cupriavidus pauculus 

49 Cupriavidus pauculus Bacteria; 

ceae; Cupriavidus. 

ref|NR_024906.1| Enterococcus mundtii 

00 2590328 Enterococcus mundtii Bacteria; 


ref|NR_024905.1] Enterococcus cecorum 
79 2591887 Enterococcus cecorum Bacteria; 


ref|NR_024904.1| Enterococcus dispar 
38 2593451 Enterococcus dispar Bacteria; 


ref|NR_024887.1| Desulfovibrio senezii 
09 Desulfovibrio senezii Bacteria; 
ibrionaceae; Desulfovibrio. 


2725265 27267 


gi|219857232|ref|NR_024860.1| Actinobacillus 
2637974 2639461 Actinobacillus 
Pasteurellales; Pasteurellaceae; 
gi|219857203|ref|NR_024831.1| Lentibacillus 
2678696 2680219 Lentibacillus 
Bacillaceae; Lentibacillus. 
gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


408672 Bacteria_16S 


psychrotolerans s 


psychrotolerans B 
408672 Bacteria_16S 


strain SM2-1 16S 
Proteobacteria; 


marinintestina st 
marinintestina Ba 
Shewanella. 


408672 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


408672 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


408672 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


408672 Bacteria_16S 


strain B3-1 16S r 
Proteobacteria; G 


408672 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


408672 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


408672 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


408672 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


408672 Bacteria_16S 


strain IFO 13613 
Proteobacteria; A 


408672 Bacteria_16S 


collinoides strai 
collinoides Bacte 


408672 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


408672 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; G 


408672 Bacteria_16S 


strain LS-13 16S 


Proteobacteria; G 


408672 Bacteria_16S 


strain 441-1 16S 


Proteobacteria; G 


408672 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


408672 Bacteria_16S 


caribensis strain 
caribensis Bacter 


408672 Bacteria_16S 


strain TA68 16S r 


strain GY-1 16S r 


Deinococcus-Thermus; 
408672 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; G 


G 
408672 Bacteria_16S 


ammaproteobacteria; Chromatiales; Chro 


2732731 2732665 13 79 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
2734240 2734154 1 87 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2737220 2737134 1 87 gi 
rain IK-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Gammaproteobac 


2744590 2744528 1 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2769875 2769797 1 79 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2780554 2780492 9 71 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 
2783487 2783425 9 71 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2837868 2837791 1 78 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2848548 2848486 1 63 gi 


63 gi 


gi 


Thi 
gi 


ot 


ot 


qu 
ob 


etaproteobacteria; Burkholderiales; Co: 
2875012 2874934 1 79 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2926804 2926726 1 79 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


ma. 


s 
ba 


e 
ct 
2929837 2929759 1 


79 gi 


lphaproteobacteria; Rhizobiales; Methylo 
2946512 2946434 1 79 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
2984457 2984379 1 79 gi 
bosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 

2990522 2990460 9 71 


eq 
ob 


gi 
ammaproteobacteria; Legionellales; Legio 
2992058 2991996 9 71 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2993549 2993487 9 71 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3025391 3025313 1 79 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3078327 3078265 1 63 gi 
MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
3093354 3093276 11 89 gi 
ibosomal RNA, partial sequence 


io 


io 


qu 
oc 


ue 


, 


oc 
3139852 3139786 12 78 
ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3173389 3173327 9 71 gi 
ribosomal RNA, partial sequence 


gi 


M 


ma 


408672 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; 


Clostridia; 


219857166 
s 
Ca 


2732909 27 
he 


219857158 
2743252 27 
ma: 


219857130 
2779259 27 


219856875 


219856839 


219856837 
16S ribosomal RNA, partial sequence 2928528 29299 


219856826 


219846934 
2983106 29845 


219846930 
6S ribosomal RNA, partial sequence 2989207 29906 


219846929 
2990709 29921 


219846928 
2992209 29936 


219846907 


219846870 


219846860 
3092041 30935 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
408672 Bacteria_16S 219846829 


3138565 31400 


219846806 
3172065 31735 
tiaceae; 


equence 


rnoba 
wanel 
uence 
ria; 

447 
monad 
700 


806 
richa 


ence 


monadace 


equence 
cillus. 


sequence 
eria; Rh 


cystacea 


uence 
acillace 


nellacea 


nellacea 


nellacea 


ence 
occaceae 


nce 
Burkhold 


occineae 


eiotherm 


3203853 3203775 1 79 
ibosomal RNA, partial sequence 


gi 


Clostridiales; Veillonellaceae; 


219846786 
3202501 3203981 Sporomusa silvacetica Bacteria; 
Sporomusa. 


cte 
219857165 
343 
lac 

219857163 
eq 


te Alt 


ace 
219857138 
2768556 27 


cea 
219857128 
2782197 27836 
richacea 
219856899 


acillace 
219856892 
16S ribosomal RNA, partial sequence 2847193 28487 


ref|NR_024794.1 
2731401 273285 
riaceae; Marinilactibacillus. 
ref|NR_024793.1| Shewanella sairae 
48 Shewanella sairae Bacteria; 
eae; Shewanella. 
ref|NR_024791.1 
2735889 273732 
eromonadales; Sh 


Marinilactibacillus 
8 Marinilactibacillus 


Shewanella 
8 Shewanella 
ewanellaceae; 


ref|NR_024786.1| Delftia tsuruhatensis 
07 Delftia tsuruhatensis Bacteria; 
ae; Delftia. 
ref|NR_024766.1| Bacillus okuhidensis 
07 Bacillus okuhidensis Bacteria; 


ref|NR_024758.1| Thiothrix eikelboomii 

79 Thiothrix eikelboomii Bacteria; 

e; Thiothrix. 

ref|NR_024756.1| Thiothrix disciformis 

12 Thiothrix disciformis Bacteria; 

e; Thiothrix. 

ref |NR_024718.1 

2836503 283790 

ae; Lactobacillus. 

ref|NR_024711.1| Delftia acidovorans 

14 Delftia acidovorans Bacteria; 

ae; Delftia. 

ref |NR_024694.1 
2873633 287517 


Lactobacillus 
8 Lactobacillus 


Pullulanibacillus 
2 Pullulanibacillus 


ref|NR_024658.1 
2925520 292697 
odobacterales; R 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


ref|NR_024656.1 
56 Terasakiella 
e; Terasakiella 
ref |NR_024645.1 
2945130 294667 
ae; Lactobacillus. 
ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 


Terasakiella pusilla 
pusilla Bacteria; 


Lactobacillus 
8 Lactobacillus 


ref|NR_026522.1| Legionella tucsonensis 
58 Legionella tucsonensis Bacteria; 
e; Legionella. 
ref|NR_026521.1| Fluoribacter gormanii 
58 Fluoribacter gormanii Bacteria; 
e; Fluoribacter. 
ref|NR_026520.1| Legionella brunensis 
81 Legionella brunensis Bacteria; 


e; Legionella. 
ref|NR_026499.1] Enterococcus 
3024035 3025459 Enterococcus 
; Enterococcus. 
ref|NR_026462.1| Burkholderia 
3076975 3078406 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_026452.1| Kocuria rhizophila 
11 Kocuria rhizophila Bacteria; 
; Micrococcaceae; Kocuria. 
ref|NR_026421.1| Meiothermus cerbereus 
00 Meiothermus cerbereus Bacteria; 
us. 
ref |NR_026398.1| Thiorhodococcus minor 
14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 
ref|NR_026378.1| Sporomusa silvacetica 


408672 Bacteria_16S 3267270 3267208 9 71 gi| 219846743 
strain LLAP12 16S ribosomal RNA, partial sequence 3265947 32672 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Leg 
408672 Bacteria_16S 3268687 3268625 9 71 gi|219846742 


strain L2 16S rib 


Proteobacteria; 


408672 Bacteria_ 
vietnamensis stra 


vietnamensis Bac 
Desulfovibrio. 


408672 Bacteria_ 


strain DSM 5156 
Firmicutes; Clos 


408672 Bacteria_ 


strain ATCC 4933 
Proteobacteria; 


408672 Bacteria_ 


marinum DSM 5261 
Proteobacteria; 


408672 Bacteria_ 


pseudalcaliphilu 
pseudalcaliphilu 


408672 Bacteria_ 


strain DSM 8721 
Firmicutes; Baci 
408672 Bacteria 
strain DSM 8720 
Firmicutes; Baci 


408672 Bacteria_ 


strain DSM 8716 
Firmicutes; Baci 


408672 Bacteria_ 


strain DSM 8715 
Firmicutes; Baci 


408672 Bacteria_ 


strain WO-44C 16 
Proteobacteria; 


408672 Bacteria_ 


strain NCIMB 629 
Firmicutes; Baci 


408672 Bacteria_ 


strain NCTC 8378 
Bacteria; Proteo 


408672 Bacteria_ 


strain VKM-14L 1 
Proteobacteria; 


408672 Bacteria_ 


strain IC079 16S 
Proteobacteria; 


408672 Bacteria_ 


strain EN 101 16 
Proteobacteria; 


408672 Bacteria_ 


strain R001 16S 
Proteobacteria; 


408672 Bacteria_ 


hominis strain 6 
Bacteria; Proteo 


408672 Bacteria_ 


strain C-1 16S r 
Proteobacteria; 


408672 Bacteria_ 


strain 62 16S ri 
Proteobacteria; 


408672 Bacteria_ 


strain CDC 8142 
Proteobacteria; 


408672 Bacteria_ 


strain N 155 16S 
Proteobacteria; 


408672 Bacteria_ 


UB-38 16S riboso 


osomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Leg 
16S 3314367 3314309 22 80 gi 
in G3 100 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobacte 
16S 
1 
tridia; 
16S 


3375338 3375260 1 79 gi 
Halanaerobiales; Halobacteroida 
3387543 3387477 21 87 gi 
6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


16S 3389068 3389006 9 71 gi 


Gammaproteobacteria; Chromatiales; Chro 
16S 3535372 35352941 79 gi 
s DSM 8725 16S ribosomal RNA, partial s 
s Bacteria; Firmicutes; Bacillales; Bac 
16S 3540066 3539988 1 79 gi 
llales; Bacillaceae; Bacillus. 

16S 3541638 3541560 1 79 
6S ribosomal RNA, 


gi 


3267345 32688 


6S ribosomal RNA, partial sequence 3374001 33754 


16S ribosomal RNA, partial sequence 3387742 33891 


6S ribosomal RNA, partial sequence 3538695 35402 


complete sequence 3540266 35417 


ionellacea 
219846711 
equence 

ria; Desul 


219846667 


ceae; Oren 
219846658 
33862 
Halomonad 
219846653 


matiaceae; 
219846553 

equence 

illaceae; 
219846550 


219846549 


ref|NR_026335.1| Legionella drancourtii 
94 Legionella drancourtii LLAP12 
ionellaceae; Legionella. 

ref |NR_026334.1| Legionella lytica 

25 Legionella lytica Bacteria; 


e; Legionella. 

ref |NR_026303.1| Desulfovibrio 
3313036 3314538 Desulfovibrio 

fovibrionales; Desulfovibrionaceae; 

ref|NR_026259.1| Orenia marismortui 


76 Orenia marismortui Bacteria; 


ia. 
ref|NR_026250.1| Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 
aceae; Halomonas. 
ref|NR_026245.1| Rhabdochromatium 
93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatium. 
ref|NR_026145.1]| Bacillus 
3534017 3535534 Bacillus 
Bacillus. 
ref|NR_026142.1| Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


llales; Bacillaceae; Bacillus. 

16S 3543193 3543115 1 79 gi|219846548|ref|NR_026140.1| Bacillus clausii 

16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 

llales; Bacillaceae; Bacillus. 

16S 3544749 3544671 1 79 gi| 219846547 |ref|NR_026139.1| Bacillus pseudofirmus 
16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 
llales; Bacillaceae; Bacillus. 

16S 3576729 3576667 9 ve gi|219846525|ref|NR_026117.1| Legionella feeleii 

S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 

Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

16S 3610343 3610265 1 79 gi|219846499|ref|NR_026091.1| Planococcus kocurii 
16S ribosomal RNA, partial sequence 3608971 3610400 Planococcus kocurii Bacteria; 
llales; Planococcaceae; Planococcus. 

16S 3628153 3628083 1 71 gi| 219846487 |ref|NR_026079.1| Neisseria gonorrhoeae 
5 16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 

bacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

16S 3651109 3651039 1 71 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
6S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 

Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

16S 3661873 3661803 1 71 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 

Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

16S 3671013 3670943 1 vg) gi|219846457|ref|NR_026048.1| Brenneria nigrifluens 

S ribosomal RNA, partial sequence 3669690 3671145 Brenneria nigrifluens Bacteria; 

Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 

16S 3771310 3771248 1 63 gi|219846384|ref|NR_025975.1| Ralstonia syzygii 

ribosomal RNA, partial sequence 3769978 3771422 Ralstonia syzygii Bacteria; 

Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

16S 3829009 3828947 9 71 gi|219846344|ref|NR_025934.1| Cardiobacterium 

573 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 

bacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
16S 3836368 3836302 21 87 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
ibosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 

Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

16S 3837898 3837832 21 87 gi|219846337|ref|NR_025927.1| Halomonas pacifica 

bosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 

Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

16S 3875938 3875868 1 71 gi|219846312|ref|NR_025902.1| Neisseria weaveri 

16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 

Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

16S 3889933 3889863 1 71 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 

Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

16S 3891470 3891400 1 PL gi|219846301|ref|NR_025891.1| Kingella oralis strain 


mal RNA, partial sequence 


Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 


3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 


408672 Bacteria_16S 3903620 3903542 11 89 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
408672 Bacteria_16S 3932746 3932668 1 79 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

408672 Bacteria_16S 4004944 4004866 1 79 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

408672 Bacteria_16S 4071437 4071359 1 79 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

408672 Bacteria_16S 4085190 4085128 9 71 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
408672 Bacteria_16S 4101575 4101505 1 71 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

408672 Bacteria_16S 4103141 4103063 1 79 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 4125911 4125833 11 89 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

408672 Bacteria_16S 4134984 4134906 1 79 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

408672 Bacteria_16S 4190395 4190317 9 87 gi| 219846083 |ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

408672 Bacteria_16S 4194988 4194930 13 eel gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

408672 Bacteria_16S 4206930 4206872 11 69 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

408672 Bacteria_16S 4222251 4222173 1 79 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

408672 Bacteria_16S 49695 49618 10 87 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
408672 Bacteria_16S 243454 243381 14 87 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

408672 Bacteria_16S 255553 255473 8 89 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

408672 Bacteria_16S 382586 382518 20 89 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

408672 Bacteria_16S 390244 390167 11 88 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

408672 Bacteria_16S 396406 396325 8 89 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

408672 Bacteria_16S 441286 441217 20 89 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 


strain PUPA-2 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasm 
408672 Bacteria_16S 507230 507161 11 80 gi 
antarctica strain DVS 5al 16S ribosomal RNA, partial se 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 

Pseudonocardiaceae; Pseudonocardia. 


439970 44147 


ataceae; M 
265678714 
quence 

Actinomyce 


408672 Bacteria_16S 523935 523866 11 80 


gi 


tale 


lasma. 
ref|NR_029019.1 

505922 507359 
s; Pseudonoc 


265678703 


6 Mesoplasma photuris Bacteria; 
esop 


Pseudonocardia 
Pseudonocardia 
ardineae; 


ref|NR_029008.1 


Pseudonocardia 


benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Pseudonocardia. 


408672 Bacteria_16S 543738 543669 11 80 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

408672 Bacteria_16S 696925 696872 23 76 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

408672 Bacteria_16S 816412 816343 11 80 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

408672 Bacteria_16S 825516 825436 8 89 gi|265678496|ref|NR_028799.1| Bosea vestrisii strain 
34635 16S ribosomal RNA, partial sequence 824212 825662 Bosea vestrisii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

408672 Bacteria_16S 827018 826938 8 89 gi|265678495|ref|NR_028798.1| Bosea eneae strain 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

408672 Bacteria_16S 843775 843695 8 89 gi|265678484|ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

408672 Bacteria_16S 849804 849747 14 71 gi|265678480|ref|NR_028783.1| Klebsiella 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 

408672 Bacteria_16S 1007709 1007625 1 86 gi|265678373|ref|NR_028675.1| Bacillus mucilaginosus 
strain 1480D 16S ribosomal RNA, partial sequence 1006359 1007763 Bacillus mucilaginosus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

408672 Bacteria_16S 1057907 1057827 8 89 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

408672 Bacteria_16S 1361777 1361700 11 88 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

408672 Bacteria_16S 1442140 1442059 8 89 gi| 224581427 |ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

408672 Bacteria_16S 1449771 1449694 12 89 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

408672 Bacteria_16S 1573316 1573236 8 89 gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
faecalis strain gc 16S ribosomal RNA, partial sequence 1572032 1573475 Rhodopseudomonas faecalis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 

408672 Bacteria_16S 1716701 1716636 11 76 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

408672 Bacteria_16S 1905348 1905287 10 71 gi|219878260|ref|NR_025399.1| Thioalkalicoccus 
limnaeus strain A26 16S ribosomal RNA, partial sequence 1904081 1905405 Thioalkalicoccus limnaeus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioalkalicoccus. 

408672 Bacteria_16S 1924943 1924874 11 80 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

408672 Bacteria_16S 2302213 2302133 8 89 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

408672 Bacteria_16S 2425397 2425336 10 71 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
408672 Bacteria_16S 3399528 3399451 11 88 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

408672 Bacteria_16S 3768293 3768212 8 89 gi|219846386|ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

408672 Bacteria_16S 4185771 4185702 20 89 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 


strain PIMN-1 16S 
Tenericutes; Moll 


ribosomal RNA, partial sequence 


icutes; Entomoplasmatales; Entomoplasm 


ataceae; 


4184459 4185949 Entomoplasma luminosum Bacteria; 
Entomoplasma. 


408672 Bacteria_16S 4223688 4223608 8 89 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

408672 Bacteria_16S 19405 19333 11 83 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

408672 Bacteria_16S 37620 37560 20 80 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

408672 Bacteria_16S 146886 146826 20 80 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

408672 Bacteria_16S 232490 232426 11 75 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

408672 Bacteria_16S 233994 233934 20 80 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

408672 Bacteria_16S 260021 259961 20 80 gi|265678889|ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

408672 Bacteria_16S 264536 264472 12 76 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
408672 Bacteria_16S 358435 358375 20 80 gi|265678816|ref|NR_029121.1] Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

408672 Bacteria_16S 379530 379470 20 80 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

408672 Bacteria_16S 425820 425756 12 76 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

408672 Bacteria_16S 485563 485483 9 89 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

408672 Bacteria_16S 504130 504070 20 80 gi|265678716|ref|NR_029021.1]| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

408672 Bacteria_16S 537634 537570 12 76 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

408672 Bacteria_16S 539186 539110 11 87 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

408672 Bacteria_16S 572724 572664 20 80 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

408672 Bacteria_16S 602683 602619 12 76 gi|265678651|ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

408672 Bacteria_16S 630176 630104 8 80 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

408672 Bacteria_16S 745309 745245 12 76 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

408672 Bacteria_16S 752229 752141 1 89 gi| 265678545 |ref|NR_028849.1| Acinetobacter towneri 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter towneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

408672 Bacteria_16S 834757 834670 1 89 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 


subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 


subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; 


Zymomonas. 


Sphingomonadales; 


Sphingomonadaceae; 


408672 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


408672 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


408672 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


408672 Bacteria_16S 


strain DSS-3 16S 


836259 836172 1 89 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

881456 881380 11 87 gi 
37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


, 


929161 929101 20 80 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930644 930584 20 80 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


408672 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


408672 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


408672 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


408672 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


408672 Bacteria_16S 


Och 149 16S ribos 


976999 976943 20 76 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1169598 1169518 9 89 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1213535 1213455 8 88 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1337450 1337390 20 80 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


gi 


1352758 1352698 20 
omal RNA, partial sequence 


80 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


408672 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


408672 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


408672 Bacteria_16S 


HEL-45 16S riboso 


1363226 1363166 20 80 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1366161 1366089 8 80 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1379950 1379878 8 80 gi 
mal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


408672 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


408672 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


408672 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


408672 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


408672 Bacteria_16S 
vincentii ATCC 49256 16S ribosomal RNA, 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


408672 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


408672 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


408672 Bacteria_16S 


strain R-8904 16S 
Proteobacteria; A 


408672 Bacteria_16S 


strain DSM 44515 
Actinobacteria; A 


1384433 1384373 20 80 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1431300 1431240 20 80 


gi 


Lachno 
gi 


ammaproteobacteria; Pasteurellales; Pa 
1443658 1443598 20 80 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pasteure 
1445149 1445089 20 80 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 
1483012 1482948 11 


75 gi 


vincentii ATCC 49256 Bacteria; Fusobac 
1541863 1541787 11 87 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1613040 1612980 20 80 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1712090 1712030 20 80 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1730380 1730304 11 87 gi 


gi 


ctinobacteridae; Actinomycetales; Cory 


408672 Bacteria_16S 


1798563 1798493 1 71 gi 


929371 93083 


975693 97713 


1212209 12136 


1351515 1352883 Roseo 


1378686 1380064 


1383100 13845 


16S ribosomal RNA, partial sequence 1429972 14314 


1710844 17122 


16S ribosomal RNA, partial sequence 1729064 17305 


265678489 
tial seque 
roteobacte 


265678458 

88012 
ales; Pseu 
265678426 
nce 92790 
terales; R 
265678425 


hodobacter 
265678393 


rospiracea 
228719827 
ce 11682 
taceae; Sp 
224581437 


Halomonad 
228721486 
equence 
eobacteria 


228720499 


hodobacter 
228719132 
nce 13619 
terales; R 
228719040 
ence 13648 
les; Brady 
228717469 
Ocean 
hodobacter 
228716944 


spiraceae; 
224581435 


steurellac 
224581426 
14423 
llales; Pa 
224581424 
sequence 
teria; Rho 


219878151 
partial 
teria; Fus 
219857375 
ial sequen 
Actinomyc 


219878468 
1 sequence 
ria; Rhodo 


219878400 


hodobacter 
219878388 


nebacterin 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 


ref|NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref |NR_028727.1 


acea 
ref 


e; Ruegeria 
NR_028695.1 


e; Lewinella. 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027219.1 


acea 
ref 


e; Halomonas 
NR_027609.1 
8 
odobacterale 
ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobact 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027563.1 
ibulbus indolife 
aceae; Oceanibul 
ref|NR_027557.1 


eburia. 
NR_027217.1 


Ros 
ref 


eae; Phocoenobac 
ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


ref 
sequ 
obac 


NR_025290.1 
ence 148170 
teriales; Fu 


ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 
ref|NR_025539.1 
aceae; Loktanell 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 


219878337 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Roseovarius 
arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Spirochaeta 
haeta smaragdinae DSM 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 
er. 
Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 
Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 

Actinobacillus scotiae 

bacillus scotiae 

ctinobacillus. 
Thalassobacter 

0 Thalassobacter 

odobacteraceae; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 


ref|NR_025476.1 


Vibrio neptunius 


strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


408672 Bacteria_ 


alexandrii strain 
alexandrii Bacter 


408672 Bacteria_ 


strain VenChi2 16 
Fus 


Fusobacteria; 
408672 Bacteria_ 
scardovii strain 


scardovii Bacteri 


Bifidobacterium. 
408672 Bacteria_ 


strain SE3104 16S 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
gi 


408672 Bacteria_ 


strain HK85 16S r 
G 


Proteobacteria; 
408672 Bacteria_ 


schindleri strain 
schindleri Bacter 


408672 Bacteria_ 
strain L1/68 16S 
Proteobacteria; 

408672 Bacteria_ 


fujisawaense stra 
fujisawaense Bact 


Methylobacterium. 
408672 Bacteria_ 


strain 95Al 16S r 
G 


Proteobacteria; 
408672 Bacteria_ 


maanshanensis str 
maanshanensis Bac 
Rho 


Nocardiaceae; 
408672 Bacteria_ 


strain LMG S-1926 
Bacteria; Actinob 


Corynebacterium. 
408672 Bacteria_ 


sublithincola str 
sublithincola Bac 


408672 Bacteria_ 
strain KCTC 3666 
Firmicutes; 
408672 Bacteria_ 


Salegentibacter. 


408672 Bacteria_16S 
sendaiensis strai 
sendaiensis Bacte 
408672 Bacteria_16S 
baikonurensis str 
baikonurensis Bac 
Rho 
408672 Bacteria_16S 


Nocardiaceae; 
strain M-29c 16S 


Firmicutes; 


mediterraneus Bac 
Sulfitobacter. 


408672 Bacteria_16S 
zavarzinii strain 
zavarzinii Bacter 
408672 Bacteria_16S 


pontiacus ChLG-10 


G 


Bacil 


Lacto 
408672 Bacteria_16S 
mediterraneus str 


16S 1829103 1829031 8 80 
C116-18 16S ribosomal RNA, partial 
16S 1832228 1832164 11 75 

S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
16S 1833770 1833698 11 83 
a; Actinobacteria; Actinobacteridae; 
16S 1852124 1852052 8 80 
ribosomal RNA, partial sequence 
16S 1876317 1876257 20 80 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
16S 1888804 1888716 1 89 
LUH5832 16S ribosomal RNA, partial 


16S 1928048 1927980 8 76 

ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; 
16S 1940104 1940032 8 80 


16S 1963003 1962943 20 80 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; 
16S 2195915 2195839 11 87 


ain M712 16S ribosomal RNA, partial 


dococcus. 


16S 2325108 2325044 11 75 


16S 2423874 2423806 12 80 
teria; Bacteroidetes; 


16S 2451041 2450961 1 


Flavobacteria; 
81 


16S 2472263 2472203 11 71 


2497615 2497539 11 87 


2692015 2691951 12 76 


teria; Bacteroidetes; Flavobacteria; 
2729709 2729621 1 89 

n NTAP-1 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Alicycl 
2747451 2747375 11 87 
ain Al-22 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteri 
dococcus. 

3039088 3039012 11 87 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococ 
3063429 3063369 20 80 
ain CH-B427 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteoba 


3127981 3127902 9 89 

ZV-622 16S ribosomal RNA, partial s 
ia; Proteobacteria; Alphaproteobacte 
3144410 3144350 20 80 
16S ribosomal RNA, partial sequence 


ia; Proteobacteria; Alphaproteobacteri 
gi 


Ilyoba 
gi 
CCUG 13008 16S ribosomal RNA, partial 


gi 


gi 


ia; Proteobacteria; Gammaproteobacteri 
gi 


gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


gi 


gi 
teria; Actinobacteria; Actinobacterida 


gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 
ain QSSC9-3 16S ribosomal RNA, partial 


gi 
16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyel 
gi 
versutus strain AL2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
408672 Bacteria_16S 
strain DNP505 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
408672 Bacteria_16S 
holothuriorum str 
holothuriorum Bac 


gi 
2496307 24977 


gi 
ain KMM 3524 16S ribosomal RNA, partia 


gi 


gi 


gi 
3037737 30392 


gi 


gi 


gi 


219878317 
quence 

a; 
219878315 
1830898 18324 
cter. 
219878313 
sequence 
if 


gi 
se 


B 


219878301 
1850849 18521 
Rhodospiri 
219878284 
1874987 18764 
Pasteurellac 
219878273 
quence 
a; 
219878243 
1926697 19282 
Xan 
219878235 
sequence 
ria; Rhizo 


se 


219878220 
1961654 19631 
Pasteurellac 
219857602 
quence 

e; 


se 


219857513 
23238 
ales; Cory 
219857443 
sequence 
lavobacter 
219857419 


F 


la 
219857402 
24709 
ales; Ecto 
219857385 


nebacterin 
219857195 
1 sequence 
Flavobacter 
219857168 
quence 

acillaceae 
219857156 
equence 

e; Actinom 


se 
ob 


s 
da 


219846897 


cus. 
219846880 
sequence 


eria; Rhod 


al 
ct 


219846837 
uence 
a; Rhizobi 


eq 
ri 


Rhodoba 


idobacte 


Pseudomonad 


thomonad 


Actinomycet 


ref|NR_025456.1 
1827843 182926 
cterales; Hypho 
ref|NR_025454.1 


ref|NR_025452.1 

1832458 183383 
riales; Bifidob 
ref|NR_025440.1 


llac 
ref 


eae; Roseos 
NR_025423.1 


eae; Haemophilus 
ref|NR_025412.1 

1887472 188893 
ales; Moraxe 
ref |NR_025382.1 
aceae; Ignatzsch 
ref|NR_025374.1 
1938810 194024 
biales; Methylob 


ref|NR_025359.1 
Pasteurella 
NR_025190.1 
194621 219603 
ales; Coryne 


eae; 
ref 


ND 


ref|NR_025101.1 
67 2325209 Coryne 
nebacterineae; C 


ref |NR_025031.1 

2422553 242399 
iales; Flavobact 
ref|NR_025007.1 


ref|NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024973.1 


eae; Nocardiacea 
ref |NR_024823.1 

2690706 269211 
iales; Flavobact 


ref |NR_024796.1 
2728379 272981 
; Alicyclobacill 
ref|NR_024784.1 
2746146 274749 
ycetales; Coryne 


ref|NR_026489.1 


ref|NR_026472.1 
3062186 306360 
obacterales; Rho 


ref |NR_026429.1 
3126704 312814 
ales; Hyphomicro 


219846826 


monadaceae; 


a 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
Pp 


ira. 
Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Methylobacterium 

9 Methylobacterium 

acteriaceae; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Laceyella putida 


92 Laceyella putida Bacteria; 


Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Salegentibacter 
7 Salegentibacter 
eriaceae; 


Alicyclobacillus 
6 Alicyclobacillus 
us. 

Rhodococcus 

3 Rhodococcus 
bacterineae; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 


ref|NR_026418.1 


Sulfitobacter 


3143169 3144565 Sulfitobacter pontiacus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 


408672 Bacteria_16S 3162738 3162678 20 80 gi|219846814|ref|NR_026406.1| Antarctobacter 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Antarctobacter. 

408672 Bacteria_16S 3206842 3206778 11 75 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

408672 Bacteria_16S 3218952 3218896 20 76 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

408672 Bacteria_16S 3230983 3230895 1 89 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus ivorii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

408672 Bacteria_16S 3392020 3391956 11 75 gi|219846651|ref|NR_026243.1| Propionigenium maris 
strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 3392140 Propionigenium maris Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

408672 Bacteria_16S 3435294 3435230 11 75 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

408672 Bacteria_16S 3476290 3476214 11 87 gi|219846592|ref|NR_026184.1| Rhodococcus globerulus 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

408672 Bacteria_16S 3499022 3498954 12 80 gi|219846577|ref|NR_026169.1| Actinomyces radingae 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
408672 Bacteria_16S 3619321 3619257 11 75 gi|219846493|ref|NR_026085.1| Fusobacterium 
periodonticum strain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
periodonticum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

408672 Bacteria_16S 3620702 3620638 11 75 gi|219846492|ref|NR_026084.1| Fusobacterium 
nucleatum subsp. animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


408672 Bacteria_16S 3622083 3622019 11 75 gi|219846491|ref|NR_026083.1 
nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, partial sequence 362084 
nucleatum subsp. fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriac 
408672 Bacteria_16S 3683112 3683052 20 80 gi|219846449|ref|NR_026040.1 
arcticus strain 238 16S ribosomal RNA, partial sequence 3681864 3683252 Octade 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
408672 Bacteria_16S 3702726 3702662 12 76 gi| 219846435 |ref|NR_026026.1 
strain C8ST5 16S ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

408672 Bacteria_16S 3717644 3717584 20 80 gi|219846425|ref|NR_026016.1 


strain E-37 16S r 


salegens strain D 


salegens Bacteria; 
408672 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


strain KMM 6050 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


strain KMM 6034 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


408672 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


408672 Bacteria_16S 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 


thalassocola Bact 
Winogradskyella. 


animalis Bacteria; 
Fusobacterium. 


ibosomal RNA, partial sequence 


3815199 3815135 12 76 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3982573 3982509 12 76 gi 


: ac 


Flavoba 
gi 


avobacteria; Flavobacteriales; 


3987043 3986979 12 76 


Flavoba 
gi 


avobacteria; Flavobacteriales; 


3989998 3989934 12 76 
avobacteria; Flavobacteriales; Flavoba 
3992985 3992921 12 76 gi 
n KMM 6049 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 
4013973 4013909 12 76 gi 


ct 


se 
VO. 


avobacteria; Flavobacteriales; Flavobact 
4015453 4015389 12 76 gi 
KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 


4016932 4016868 12 76 gi 


ob 


eria; Bacteroidetes; Flavobacteria; Flav 


3716418 37177 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
408672 Bacteria_16S 


ho 
219846353 
ue 


219846237 
6S ribosomal RNA, partial sequence 3981260 39826 
ct 
219846234 
6S ribosomal RNA, partial sequence 3985718 39871 
ct 
219846232 
6S ribosomal RNA, partial sequence 3988683 39901 


219846230 
219846214 
6S ribosomal RNA, partial sequence 4012648 40140 


219846213 
eq 


219846212 


Fusobacteria; 


dobacteraceae; Sagittula 
ref|NR_025944.1 

3813879 381534 
; Flavobacteriac 


ref|NR_025827.1 


nce 
teriales 


2 BL 
ref 


zionia. 
NR_025824.1 


eriaceae 


7 Gr 
ref 


amella. 
NR_025822.1 


eriaceae 


; Gillisia. 
ref|NR_025820.1 

3991660 399309 
les; Flavobacter 


ref |NR_025804.1 


eriaceae 


quence 
bacteria 


; Winogradskyell 
ref|NR_025803.1 

4014130 401555 
es; Flavobacteri 


eriaceae 


uence 
acterial 


Fusobacteriales; 


Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Gelidibacter algens 


algens Bacteria; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 

Winodgradskyella 

6 Winodgradskyella 
aceae; Winogradskyella. 


ref|NR_025802.1 
4015607 401703 
obacteriales; Flavobacte 


Winogradskyella 
5 Winogradskyella 
riaceae; 


408672 Bacteria_16S 


strain NRRL B-161 


Bacteria; Actinob 
408672 Bacteria_16S 
vulcanalis strain 
Firmicu 
408672 Bacteria_16S 


Bacteria; 


strain KMM 3902 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


delicatus strain 


delicatus Bacteri 


Sulfitobacter. 


408672 Bacteria_16S 


strain KMM 3554 1 


Proteobacteria; Alphapro 
408672 Bacteria_16S 


strain 1843-02 16 
Firmicutes; 


canifelinum strai 
canifelinum Bacte 


408672 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


408672 Bacteria_16S 
strain V2 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

408672 Bacteria_16S 24020 23945 1 76 gi|265679048|ref|NR_029356.1 

orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostr 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 39024 38965 21 80 gi| 265679038 |ref|NR_029346.1 

strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfit 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitoba 

408672 Bacteria_16S 42147 42084 8 TL gi|265679036|ref|NR_029344.1 

strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

408672 Bacteria_16S 81355 81284 8 79 gi|265679010|ref|NR_029318.1 

strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 

Firmicutes; Bacillales; Listeriaceae; Listeria. 

408672 Bacteria_16S 82824 82773 20 71 gi| 265679009 |ref|NR_029317.1 

antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudo 

Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 

Pseudoalteromonas. 

408672 Bacteria_16S 91865 91790 13 88 gi|265679002|ref|NR_029310.1 

strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

408672 Bacteria_16S 128715 128664 20 71 gi| 265678977 |ref|NR_029285.1 

espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudo 

Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 

Pseudoalteromonas. 

408672 Bacteria_16S 169935 169872 8 ig’ gi|265678950|ref|NR_029258.1 

strain Fowl 16S ribosomal RNA, partial sequence 168553 16998 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

408672 Bacteria_16S 172920 172857 8 71 gi| 265678948 |ref|NR_029256.1 

strain PB 1 16S ribosomal RNA, partial sequence 171556 17300 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

408672 Bacteria_16S 270497 270422 1 76 gi|265678880|ref|NR_029186.1 

polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermo 

408672 Bacteria_16S 282604 282517 1 88 gi| 265678872 |ref|NR_029178.1 

strain W 1471 16S ribosomal RNA, partial sequence 281272 28276 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

408672 Bacteria_16S 357050 356971 1 80 gi| 265678818 |ref|NR_029123.1 

strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis 

Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo 

408672 Bacteria_16S 365969 365910 20 79 gi|265678811|ref|NR_029116.1 

strain A3 16S ribosomal RNA, partial sequence 364736 36609 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

408672 Bacteria_16S 367489 367426 8 71 gi|265678810|ref|NR_029115.1 


Lacto 
408672 Bacteria_16S 


4033736 4033660 11 87 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4048905 4048817 1 89 gi 
CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
4162958 4162894 12 76 gi 
6S ribo 
avobact Flavobacteriales; Flavoba 
80 gi 
4 16S ribosomal RNA, partial se 
eobacteria; Alphaproteobacteria 


eria; 
4167430 4167358 8 
KMM 358 
a; Prot 


’ 


4168912 4168840 8 
6S ribo 


80 gi 
teobacteria; Rhodobacterales; R 
4172067 4171991 11 87 gi 
S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
4182818 4182754 11 75 gi 
n RMA 12708 16S ribosomal RNA, partial 
ria; Fusobacteria; Fusobacteriales; Fu 
4240300 4240228 8 80 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
8802 8732 8 79 gi 
osomal RNA, partial sequence 7488 


Ss. 


s 


ne 


al 

219846188 
en 
Al 


somal RNA, partial sequence 4161641 41 
ct 


ho 


so 


219846201 


40324 
es; Glyc 
ce 40 
icycl 


475 


630 


eriac 


ence 


Rhodobac 


219846101 
somal RNA, partial sequence 4167649 41690 
dobacter 
219846099 
4170715 41722 


219846089 


equence 
bacteria 


219846042 


e 42390 


les; Methy 
265679058 


8910 


fontislapidosi strain F23 16S ribosomal RNA, partial sequence 


oba 
219846106 


eae 
219846102 
qu 


ref|NR_025791.1 
01 4033899 Glyco 
omycineae; Glyco 
ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025696.1 
; Al 
ref 


gibacter. 
NR_025692.1 
166170 416759 
terales; Rhodoba 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025689.1 


ref|NR_025679.1 
181497 418295 
ceae; Fusobacter 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 


ref|NR_029366.1 


rs 


Glycomyces arizonensis 


myces arizonensis 


mycetaceae; Glycomyces. 
Alicyclobacillus 
lobacillus vulcanalis 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Fusobacterium 
4 Fusobacterium 
ium. 

Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Bartonella grahamii 


Bartonella grahamii Bacteria; 


Clostridium 
idium orbiscindens 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Vibrio pectenicida 
pectenicida Bacteria; 


Listeria innocua 


Listeria innocua Bacteria; 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Thermoanaerobacterium 
270620 


anaerobacterium. 
Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


366150 367594 


Idiomarina 
Idiomarina 


fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Idiomarina. 


408672 Bacteria_16S 373459 373380 1 


80 gi 


265678806 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 
408672 Bacteria_16S 
strain S-5623 16S 
Firmicutes; Lactobacillales; Weissella. 
408672 Bacteria_16S 487157 487094 8 
69 16S ribosomal RNA, partial sequence 


473419 473340 1 


408672 Bacteria_16S 488728 488665 8 


ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 


Bacteria; 
408672 Bacteria_16S 
micromati strain 
Bacteria; Bacteroidetes; 
408672 Bacteria_16S 


520865 520794 12 


Flavobacteria; 
522392 522321 12 


ribosomal RNA, partial sequence 


80 gi 


71 gi 


485792 487320 Vibrio ponticus Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


71 gi 


83 gi 


R-9192 16S ribosomal RNA, partial sequ 
Flavobacteriales; 


83 gi 


265678736 


472041 47353 


265678727 


265678726 


265678705 


265678704 


degerlachei strain R-9106 16S ribosomal RNA, partial sequence 


degerlachei Bacteria; 
408672 Bacteria_16S 

strain Wt/la 16S 
Deinococcus-Thermus; 
408672 Bacteria_16S 
strain NO-502 16S 
Bacteroidetes; Sphingobacteria; 
408672 Bacteria_16S 548277 548226 20 


Bacteroidetes; 
530059 529984 1 


Deinococci; 
536115 536040 12 


mariniglutinosa strain KMM 3635 16S ribosomal RNA, part 
Proteobacteria; 


mariniglutinosa Bacteria; 
Pseudoalteromonas. 


408672 Bacteria_16S 610353 610282 8 


psychrophilum strain CMS 530r 16S ribosomal RNA, partia 
Bacillales; 


psychrophilum Bacteria; 
408672 Bacteria_16S 
strain DSM 30039 


Firmicutes; 
690805 690742 8 


Flavobacteria; 


ribosomal RNA, partial sequence 
Deinococcales; 


ribosomal RNA, partial sequence 


76 gi 


87 gi 


53 


Sphingobacteriales; Fle 


71 gi 


Gammaproteoba 


79 gi 


71 gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


408672 Bacteria_16S 699918 699839 9 


strain 6111 16S ribosomal RNA, partial sequence 


88 gi 


69 


Fla 


265678699 


528726 53019 
Deinococcaceae; Deinococcus. 


265678695 
4808 53626 


265678687 


265678645 


265678589 


16S ribosomal RNA, partial sequence 689459 69096 


265678583 
8584 69993 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


408672 Bacteria_16S 720924 720845 1 


biprosthecium strain ACM 2498 16S ribosomal RNA, partia 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; 


Asticcacaulis. 


408672 Bacteria_16S 802669 802582 1 


subterraneus strain C21 16S ribosomal RNA, 


subterraneus Bacteria; 
Thermaerobacter. 
408672 Bacteria_16S 
phenolica strain 
Bacteria; 
Pseudoalteromonas. 
408672 Bacteria_16S 


Firmicutes; 


810306 810235 1 


842307 842221 1 


alkaliphilum strain 24 16S ribosomal RNA, partial sequence 


Bacteria; 
408672 Bacteria_16S 
sibiricum strain 
Bacteria; 
408672 Bacteria_16S 


901361 901303 13 


909006 908927 1 


strain RE35F/1 16S ribosomal RNA, partial sequence 


Clostridia; 


80 gi 


88 gi 


265678568 


265678511 


complete sequence 


71 gi 


88 gi 


71 gi 


AL7 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


80 gi 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


408672 Bacteria_16S 938418 938367 20 


elyakovii strain 


Pseudoalteromonas. 


408672 Bacteria_16S 975528 975469 20 


strain T-3 16S ribosomal RNA, partial sequence 
Sphingobacteriales; 


Bacteroidetes; Sphingobacteria; 
408672 Bacteria_16S 987696 987633 8 


ipl gi 


79 gi 


71 gi 


strain CDC 2970-59 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


Clostridiales; 


265678506 


O-BC30 16S ribosomal RNA, partial sequence 80896 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 


265678485 
84098 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


265678444 
90001 
Pis 
265678439 


907717 90916 


Erythrobac 
265678420 


KMM 162 16S ribosomal RNA, partial sequence 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; 


Alteromo 


265678394 


974224 97564 
Saprospiracea 


265678386 


vobacteriales; 


ial sequence 546976 548458 
cteria; Alteromonadales; Pseudoalteromonadaceae; 


1 sequence 
Planococcaceae; Planomicrobium. 


1 sequence 719632 721036 
Caulobacterales; 


Clostridiales Famil 


ref|NR_029111.1 
372149 373610 


ref|NR_029041.1 


ref|NR_029032.1 


ref |NR_029031.1 
Marinomonas. 
ref|NR_029010.1 


ref|NR_029009.1 
521077 522551 


ref|NR_029004.1 


ref|NR_029000.1 
Arcicella. 


ref|NR_028992.1 


ref|NR_028950.1 
609006 610485 
ref |NR_028894.1 


Ccitro 
NR_028888.1 


ref 


Thiocystis. 
ref |NR_028872.1 


Cau 


ref|NR_028814.1 
801287 802838 


ref|NR_028809.1 
8 810417 Pseudo 


ref |NR_028788.1 
1 842417 Marino 


ref|NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028722.1 

937095 938588 
nadales; Pseudoa 


ref|NR_028696.1 


e; Lewinella. 


Flavobacteriaceae; 


Marinospirillum. 


Idiomarinaceae; 


Sphingomonas 
Sphingomonas 


Sphingomonadales; Sphingomonadaceae; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Vibrio ponticus strain 
Proteobacteria; 


Marinomonas 


487371 488866 Marinomonas ushuaiensis 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Flavobacterium 


ence 519547 521026 Flavobacterium micromati 


Flavobacteriaceae; Flavobacterium. 


Flavobacterium 
Flavobacterium 
Flavobacterium. 
Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 
xibacteraceae; 


Pseudoalteromonas 
Pseudoalteromonas 


Planomicrobium 
Planomicrobium 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 
Enterobacteriaceae; 


bacter. 
Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Marinospirillum 
spirillum alkaliphilum 


Thioalkalimicrobium 
kalimicrobium sibiricum 
; Thioalkalimicrobium. 
Erythrobacter citreus 
citreus Bacteria; 
obacter. 
Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Citrobacter murliniae 


ref |NR_028688.1 


986336 987865 Citrobacter murliniae 


408672 Bacteria_16S 
strain 167 16S ribosomal RNA, partial sequence 


989276 


989213 8 71 


gi 
98 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


408672 Bacteria_16S 
strain I-75 16S ribosomal RNA, partial sequence 


990856 


990793 8 pe 


gi 
98 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


408672 Bacteria_16S 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 


992427 


992364 8 71 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


408672 Bacteria_16S 
hydrogenoformans strain glu 65 16S ribosomal RNA, parti 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clos 


Sedis; Acidaminob 


408672 Bacteria_16S 


strain JB-A2 16S 


Proteobacteria; G 


408672 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


408672 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


408672 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


408672 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


408672 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


408672 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


408672 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


408672 Bacteria_16S 


strain DAPP-PG 22 


strain Y 16S ribo 
Alphaproteobacter 


408672 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 


408672 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


408672 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


408672 Bacteria_16S 


DSM 9946 16S ribo 
Deinococcus-Therm 


408672 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


408672 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


408672 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


408672 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


995512 


acter. 


teria; 


teria; 


ia; 


in A40 
idetes; 


bosomal 
acteria 


RNA, 


, 


ain W-5 
teria; 


us; Dei 


16S ri 
cteroidetes; 


haerae; 


irmicutes; 


ria; 


408672 Bacteria_16S 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 


1001658 1001607 20 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1006174 1006123 20 
ain F12-50-Al 16S ribosomal RNA, parti 
Proteobacteria; Gammaproteobact 
1010678 1010615 8 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1012225 1012162 8 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1050460 1050401 24 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1059487 1059420 11 
ain SSM1 16S ribosomal RNA, partial se 
Deferribacteres; 
1068515 1068436 1 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1074424 1074345 1 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078818 1078739 1 
4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
408672 Bacteria_16S 1084795 1084716 1 
somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadales; 
1106005 1105946 20 
16S ribosomal 
Bacteroidia; 
1119665 1119602 8 


1163540 1163469 12 
somal RNA, partial sequence 1162257 1163688 Meiot 
nococci; 
1174236 1174161 12 
bosomal 


1181765 1181714 24 
ribosomal RNA, 


1276680 1276613 21 


995433 8 87 gi 


71 gi 


71 gi 


vi gi 


71 gi 


83 gi 


78 gi 


80 gi 


80 gi 


80 gi 


Sphingomonadales; 
80 gi 


79 gi 


Bacteroidales; 
71 
partial sequence 


gi 


80 gi 


0 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobact 


83 gi 


Thermales; Thermaceae; 
87 gi 
RNA, partial sequence 
Flavobacteria; Flavobacte 
75 gi 
partial sequence 


Victivallales; Victivallaceae; 
1184779 1184700 1 
7241 16S ribosomal RNA, partial sequen 
Clostridia; 
1270900 1270825 1 
n Tokyo 01 16S ribosomal RNA, partial 
Proteobacteria; 


80 gi 


Clostridiales; 
76 gi 


Deltaproteobacter 


88 gi 


1000320 10017 


1009316 10108 
s 


1010904 10123 
s 


Deferribactera 


Sphingomonadales; 


Sphingomonadales; 


Sphingomonadacea 


RNA, partial sequ 
Ba 


1118333 11198 


Gammaproteobacteria; Enteroba 
1142388 1142309 1 


1180467 11819 


265678385 
7916 98944 
Enterobac 
265678384 
9496 99101 
Enterobac 
265678383 


Enterobac 
265678381 
al sequenc 
tridiales; 


265678377 


ciricketts 
265678374 
al sequenc 
eria; Alte 


265678371 


hewanellac 
265678370 


hewanellac 
265678345 
quence 

urobacteri 
265678338 
quence 

les; Defer 
265678332 
ence 10672 


265678328 
ence 10731 


265678324 
10775 

Sphingomon 

265678320 


e; Sphingo 
265678305 
ence 11046 
cteroidace 
228716249 


cteriales; 
253680762 
quence 
eria; Sphi 


228720981 


228719222 

11729 
riales; Fl 
228717635 


Victivall 
228717037 
ce 11834 
Ruminococc 
219846400 
sequence 

ia; Desulf 


Meiothermus. 


ref|NR_028687.1 


teri 
ref 


aceae; 
NR_028686.1 


teri 
ref 


aceae; Citr 
NR_028685.1 


teriaceae; Citro 
ref|NR_028683.1 
e 994185 995652 
Clostridiales F 
ref |NR_028679.1 
iaceae; Thiomicr 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 
ref |NR_028673.1 


Shewanella 
NR_028672.1 


eae; 
ref 


eae; Shewanella 
ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref|NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides. 
ref|NR_027549.1 


erobacteriac 
ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 


Ent 


ref|NR_027600.1 
hermus silvanus 


ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref|NR_027565.1 


is. 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_025991.1 

1269526 127096 
obacterales; Des 


219846179 


Citrobacter braakii 


5 Citrobacter braakii Bacteria; 
Ccitro 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
° 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Acidaminobacter 
Acidaminobacter 

amily XII. Incertae 


Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Pseudoalteromonas 

8 Pseudoalteromonas 

udoalteromonadaceae; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Balnearium 
0 Balnearium 
m. 

Deferribacter 
3 Deferribacter 
eferribacter. 
Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 
Sphingobium amiense 
acteria; Proteobacteria; 


Bacteroides 
oides acidifaciens 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Desulfonema 

5 Desulfonema 
ulfobacteraceae; 


ref|NR_025769.1 


Chromohalobacter 


1275363 1276810 Chromohalobacter sarecensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 


408672 Bacteria_16S 


Mi268 16S ribosomal RNA, partial sequence 
Weissella. 


Lactobacillales; 
408672 Bacteria_16S 


ATCC 43183 16S ribosomal RNA, partial 
Bacteroidetes; 


Bacteria; 
408672 Bacteria_16S 
DSM 9799 16S ribo 
Proteobacteria; 
408672 Bacteria_16S 
subsp. costicola 
costicola subsp. 
Salinivibrio. 


408672 Bacteria_16S 1370828 1370769 20 79 gi|228718299|ref|NR_027572.1 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 13709 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
408672 Bacteria_16S 1375444 1375377 12 79 gi|228717906|ref|NR_027568.1 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

408672 Bacteria_16S 1382921 1382858 8 71 gi|228717104|ref|NR_027560.1 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 13830 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
408672 Bacteria_16S 1400893 1400814 1 80 gi|228715353|ref|NR_027525.1 


RW1 16S ribosomal 


408672 Bacteria_16S 


1288838 1288759 1 
1296327 1296268 20 
Bacteroidia; 


1343624 1343561 8 


1355855 1355792 8 


RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


1414385 1414306 1 


80 


1287447 1289004 Weissella 


79 


sequence 
Bacteroidales; 


ep 


ve) 


strain ATCC 33508 16S ribosomal RNA, p 


costicola Bacteria; Proteobacteria; 


1399580 1401060 Sphingomonas wittichi 


Sphingomonadales; Sphingomonadaceae; 


80 


strain S-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


408672 Bacteria_16S 


1484496 1484417 8 


Sphingomonadales; 


87 


strain SW32 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408672 Bacteria_16S 


1512992 1512925 13 


Gammaproteobacteria; Oceanospirillales; 


80 


strain 8025 16S ribosomal RNA, partial sequence 


Proteobacteria; 
408672 Bacteria_16S 
strain KMM 231 16 
Proteobacteria; 
408672 Bacteria_16S 
strain KMM 227 16 
Proteobacteria; 
408672 Bacteria_16S 
strain LMG 22166 

Firmicutes; Bacil 
408672 Bacteria_16S 
strain LMG 22165 

Firmicutes; Bacil 
408672 Bacteria_16S 


antarcticus strain EL-88 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseisalinus. 
408672 Bacteria_16S 


frigoris strain R-9014 16S ribosomal RNA, partial sequenc 
Flavobacteriale 


Bacteria; 
408672 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
408672 Bacteria_16S 
strain 75-80 16S 
Proteobacteria; 

408672 Bacteria_16S 


macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial 
macmurdoensis Bacteria; 


408672 Bacteria_16S 
strain Albert 199 
Proteobacteria; 
408672 Bacteria_16S 


gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 
Flavobacteria; 


gelidilacus Bacteria; 
408672 Bacteria_16S 


lales; 


lales; 


Bacteroidetes; 


s Bacteria; 


1546490 1546427 8 


1548005 1547942 8 


1583969 1583898 8 


Planococcaceae; 
1585524 1585453 8 


Planococcaceae; 
1611560 1611501 20 


1628218 1628147 12 


Flavobacteria; 
1652543 1652464 1 


Firmicutes; 
1660229 1660166 8 


1661777 1661706 8 


Firmicutes; Bacil 
1667909 1667846 8 


1713626 1713559 12 


Bacteroidetes; 
1769862 1769791 12 


Gammaproteobacteria; Pasteurellales; Pa 


vei 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


Fk 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


79 


16S ribosomal RNA, partial sequence 1582619 15841 
Viridibacillus. 


79 


16S ribosomal RNA, partial sequence 1584175 15856 
Viridibacillus. 


79 


83 


79 


s strain LMG 17892 16S ribosomal RNA, 
Bacillales; 


TL 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


G 

79 gi|219878434 
sequence 

lales; Planococcaceae; P 
71 gi| 219878430 
16665 


82 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


79 


83 


strain 525 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 


gi|219846052 


gi|224581415 
1295007 12963 


gi|228721107 


somal RNA, partial sequence 1342254 1343799 Ferrimona 
Gammaproteobacteria; Alteromonadales; F 


gi| 228720264 


gi|224581449 
1413085 14145 
Sphingomon 
gi| 219857506 
1483159 14846 


gi|219878127 
1511717 15130 
steurellac 
gi|]219857261 
1545151 15466 

Idiomarinac 
gi|219857260 
1546665 15481 

Idiomarinac 
gi|219878489 


gi|219878488 


gi|219878469 


Rhodob 


219878458 
e 16269 
s; Flavoba 
219878441 
partial se 
Bacillaceae; 
gi| 219878435 
1658880 16603 


gi 


gi 


Enterobac 


gi|219878399 


Flavobacteria 


errimonadaceae; 


artial sequence 
Gammaproteobacteria; Vibrion 


Halomonadaceae; 


ref |NR_025642.1 


ref|NR_027196.1 


Bacteroides. 
NR_027602.1 
s balearica 


ref 


ref |NR_027590.1 


135446 


Sphingo 
ref |NR_027233.1 
adaceae; Sphingo 
ref |NR_025094.1 


ref |NR_025266.1 


Histophilu 
NR_024892.1 


eae; 
ref 


Idiomarina. 
NR_024891.1 


eae; 
ref 


Idiomarina. 
NR_025628.1 


eae; 
ref 


ref|NR_025627.1 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025580.1 
quence 165119 
Bacillus. 
ref|NR_025574.1 


rimontia. 
ref|NR_025573.1 

1660434 166191 
aenisporosarcina 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref |NR_025538.1 

1712309 171377 
les; Flavobacter 


gi|219878358 


soli Bacteria; 


Ferrimonas. 


Weissella soli strain 
Firmicutes; 


Bacteroides stercoris 


48 Bacteroides stercoris ATCC 43183 
Bacteroidaceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 


ales; Vibrionaceae; 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
Kushneria. 


Histophilus somni 


77 Histophilus somni Bacteria; 
s. 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Flavobacterium 
acterium frigoris 
obacterium. 
Bacillus 

2 1652677 Bacillus 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Sporosarcina 

6 Paenisporosarcina 
Escherichia albertii 

ichia albertii Bacteria; 

richia. 

Flavobacterium 

7 Flavobacterium 

iaceae; Flavobacterium. 


ref|NR_025497.1 


Nautilia lithotrophica 


1768558 1770021 Nautilia lithotrophica Bacteria; 


408672 Bacteria_16S 


strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 17774 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


408672 Bacteria_16S 


1777380 1777317 8 71 


1793962 1793899 8 OL 


LMG 19999 16S ribosomal RNA, partial sequence 


408672 Bacteria_16S 


antarcticus strain CMS 26o0r 16S ribosomal RNA, partial 


antarcticus Bacteria; 
408672 Bacteria_16S 
strain ME102 16S 


408672 Bacteria_16S 
canadensis strain 


Chromohalobacter. 
408672 Bacteria_16S 
strain DSM 11713 
Firmicutes; 
408672 Bacteria_16S 


psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 
psychrotolerans Bacteria; 


408672 Bacteria_16S 


1809330 1809259 8 79 
Firmicutes; Bacillales; 


1862608 1862557 20 71 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; 


1865696 1865629 21 88 


1891861 1891790 8 79 
Bacillaceae; Bacillus. 
1893382 1893311 8 79 


Firmicutes; 


1956862 1956783 1 80 


strain EDIV 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


408672 Bacteria_16S 
strain ATCC 15260 


408672 Bacteria_16S 


2016664 2016585 1 80 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


2086838 2086787 20 yA 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


408672 Bacteria_16S 


2092848 2092785 8 71 


strain 63 16S ribosomal RNA, partial sequence 


408672 Bacteria_16S 
submarinus strain 
Bacteria; 


6N 16S 
Proteobacteria; 


2103598 2103531 8 75 


Planococcaceae; 


Bacillales; Bacillaceae; 


Sphingomonadales; 


Sphingomonadales; 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales; 


gi|219878352 


gi|219878340 


1792623 17941 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


219878330 
sequence 


gi 


gi|219878293 


1861284 18627 


gi|219878291 


ATCC 43984 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; 


gi|219878270 


16S ribosomal RNA, partial sequence 1890504 18919 
Bacillales; 


gi|219878269 


gi| 219878224 


1955571 1957016 Sphingomonas 
Sphingomonadaceae; 


gi|219878185 


gi|219878132 
2085504 20870 


gi|219878128 
2091488 20930 


219878118 
21022 


gi 


408672 Bacteria_16S 2114123 2114044 1 80 gi| 219857659 
pentaromativorans strain US6-1 16S ribosomal RNA, partial 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; 
Novosphingobium. 

408672 Bacteria_16S 2118731 2118652 1 80 gi| 219857656 


strain SW-46 16S 


408672 Bacteria_16S 


strain H-8 16S ribosomal 
Proteobacteria; Alphapro 


408672 Bacteria_16S 
omnivorum strain 
omnivorum Bacteria; 
408672 Bacteria_16S 


xinjiangense strain AS 1.2749 16S ribosomal RNA, partial 
Flavobacteria; 


xinjiangense Bacteria; 
408672 Bacteria_16S 

ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
408672 Bacteria_16S 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 
408672 Bacteria_16S 


ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 


AS 1.27 
Bacteroidetes; 


2154928 2154857 9 80 


RNA, partial sequence 


2180736 2180665 12 83 


2182252 2182181 12 83 


Bacteroidetes; 


2272114 2272063 20 71 


2273587 2273536 20 71 
Proteobacteria; 


2337041 2336963 1 79 


partial sequence 
Sphingomonadales; 


teobacteria; Rhodospirillales; 


2117441 21188 


gi| 219857632 
2153652 21550 


gi|219857613 


47 16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; Flavobacteria 


219857612 
sequence 


gi 


Flavobacteriales; 


gi|219857552 


KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 


219857551 
sequence 


gi 


Gammaproteobacteria; Alte 


gi|219857504 


thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 


thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseinatronobacter. 
408672 Bacteria_16S 


2338497 23384111 87 


strain BG29 16S ribosomal RNA, partial sequence 


Firmicutes; 
408672 Bacteria_16S 


Clostridia; 


Clostridiales; 


2353635 2353556 8 87 


Heliobacteriaceae; 


Rhodob 


gi| 219857503 
2337153 23386 
Helioba 
219857492 


gi 


denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


Oceanospirillales; 


Bacillus. 


Alcanivoracaceae; 


sequence 2112812 211429 


Erythrobacteraceae; 


ref |NR_025491.1 


ref|NR_025479.1 


ref |NR_025469.1 


ref |NR_025409.1 


ref |NR_025408.1 


189204 


ref|NR_025363.1 


ref |NR_025324.1 


ref|NR_025271.1 


ref|NR_025267.1 
Shewanella. 
ref|NR_025257.1 
11 2103776 Desulf 
Desulfohalobia 
ref|NR_025248.1 


Sphingomonadales 


ref|NR_025245.1 
82 Erythrobacter 
Erythr 
ref|NR_025221.1 
Rubritep 
NR_025202.1 
179421 218088 


ref 


iS} 


ref|NR_025201.1 
180937 218240 
Flavobacte 
ref|NR_025140.1 


90 2272278 Pseudo 


is} 


ref|NR_025139.1 
2272329 227377 
romonadales; Pse 


ref|NR_025092.1 

2335756 233710 
acterales; Rhodo 
ref|NR_025091.1 


cterium. 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Planococcus 


1807983 1809461 Planococcus 
Planococcus. 


ref|NR_025432.1| Oleiphilus messinensis 

20 Oleiphilus messinensis Bacteria; 
Oleiphilus. 

ref|NR_025430.1] Chromohalobacter 


1864353 1865884 Chromohalobacter 
Halomonadaceae; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Sphingomonas pituitosa 


pituitosa Bacteria; 
Sphingomonas. 


Caulobacter leidyia 


2015375 2016816 Caulobacter leidyia Bacteria; 
Sphingomonadaceae. 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Shewanella baltica 


18 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Novosphingobium 

2 Novosphingobium 

; Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 
Acetobacteraceae; 


ida. 

Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Roseinatronobacter 
2 Roseinatronobacter 


bacteraceae; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Comamonas 


ref|NR_025080.1 
2352316 235375 


7 Comamonas 


408672 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


408672 Bacteria_16S 
koreense strain J 


Bacteria; Firmicu 


408672 Bacteria_16S 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


408672 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
408672 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
408672 Bacteria_16S 


strain SR12 16S r 
Firmicutes; Clost 


408672 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


408672 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


408672 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


408672 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


408672 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


408672 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


408672 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


408672 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


408672 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


408672 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


408672 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


408672 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


408672 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


408672 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


408672 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


408672 Bacteria_16S 
ATCC 19191 16S ribosomal RNA, 


japonicum strain 
japonicum Bacteri 


2434283 2434216 12 79 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2444938 2444867 8 79 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2458554 2458475 1 80 gi 
n JSS-54 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


nc 
S; 


e 
mi 


qu 
ia 


2460045 2459966 1 80 
ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
2461537 2461458 1 80 gi 
ribosomal RNA, partial sequence 


Sp 


Sphingomonadales; 
2559449 2559374 1 76 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
2587050 2586987 8 
in MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 
2616403 2616328 13 


Sp 


Eubacteriaceae; Eu 
TE gi 
complete se 
Gammaprote 


88 gi 


qu 
ob 


ridia; Clostridiales; Clostridiales Fami 
2622543 2622472 8 79 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2628693 2628622 8 79 gi 
in NN 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Gracilib 
2634709 2634638 8 79 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2636196 2636133 8 71 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2637760 2637697 8 71 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2743062 2742991 12 83 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2757928 2757841 1 88 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


en 
mi 


ne 
ac 


se 
co 


ct 


E 


ce 
S; 


al 
di 


2763816 2763753 8 71 


gi 
acteria; Gammaproteobacteria; Enterobact 
2765332 2765269 8 71 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766848 2766785 8 71 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2842424 2842349 1 76 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2885864 2885785 1 80 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

2893348 2893285 8 71 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2932832 2932781 20 71 gi 
partial 

a; Proteobacteria; Gammaproteobacteria 


E 


E 
ce 


na 


Sp 


on 


se 


, 


408672 Bacteria_16S 


strain JCM1234 16 


219857432 


219857423 


219857411 


219857410 
2458757 24601 


219857409 
2460248 24616 


219857338 
2558106 25596 


219857277 
219857255 
16S ribosomal RNA, partial sequence 2615060 26165 


219857251 


219857246 


219857236 


219857234 


219857233 


219857159 


219857148 


219857142 
16S ribosomal RNA, partial sequence 2762542 27 


219857141 
2763991 27 


219857140 
2765507 27669 


219856896 
219856866 
2884576 28858 


219856861 
2892009 28935 


219856835 


ref|NR_025020. 


e 24329 
Flavobacter 


ref 


iaceae; 
NR_025011. 

24435 
crobium. 
ref 

2457264 24587 
omonadales; 


ence 
Sphing 


’ 


ref 
97 Sphingomonas 
adaceae; 
ref 
89 Sphingomonas 
adaceae; 
ref 


hingomon 


hingomon 


bacterium. 
ref 

2585691 25872 
Oce 


ref 


ence 
acteria; 


ly XII. Ince 


ref 


rtae Sedis; 


ce 26212 
crobium. 
ref 
e 26273 
illus. 
ref 
2633347 26347 
Pla 
ref 


quence 
ccaceae; 


26348 
eriales; Ent 
ref 
26364 
nterobacteri 
ref 
27 2743201 Flavo 
cteriaceae; Fla 
ref 
e 2756546 27580 


ostr 


aceae; 


27 
Flav 


417 
oba 


enc 
cl 


sequ 
ales; 


ref 
639 
es; Enterobacteria 
ref 
56 Edwardsiella 
teriaceae; Edwa 
ref 
72 Edwardsiella 
teriaceae; 
ref 
63 2842500 Halan 
ae; Halanaerobi 
ref 
81 Sphingomonas 
adaceae; Sphing 
ref 


erial 


654 


nterobac 


nterobac 


28410 
erobiace 


hingomon 


ibri 
ref 

2931509 29329 
irillales; Pseu 


aceae; V oO. 
quence 


Oceanosp 


2952542 2952479 8 71 gi 
S ribosomal RNA, partial sequence 


219856822 


ref 


NR_024998.1 


Sphing 
NR_024997.1 


Sphing 
NR_024926.1 
14 Eubacterium aggregans Bacteria; 


NR_024908.1 
anospirilla 
NR_024886.1 


84 Fusibacter paucivorans Bacteria; 


NR_024881.1 
00 2622680 Plano: 


NR_024876.1 
22 2628862 Graci 


NR_024864.1 
nomicrobium. 
NR_024862.1 
42 2636362 Citro 
erobacteria 
NR_024861.1 
13 2637923 Citro 
citr 
NR_024787.1 


NR_024776.1 


NR_024769.1 


NR_024768.1 
Edwa 
NR_024715.1 


NR_024685.1 


NR_024680.1 
02 Vibrio rumoiensis Bacteria; 
NR_024654.1 


NR_024641.1 
2951208 2952657 Enterobacter gergoviae Bacteria; 


1 


48 2434422 Flavob 
Flav 


ab 


NR_024999.1 


0 


Sphi 


2 
L 


1 


9 


b 
c 


b 
° 


b 
Vv 


5 


idiales Fami 


NR_024770.1 
40 Edwardsiella tarda ATCC 15947 


Cc 


r 


r 


a 


U 


fo} 


6 
d 


Flavobacterium 
acterium frigidarium 
obacterium. 

Planomicrobium 


92 2445097 Planomicrobium koreense 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 
fo} 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 
fo) 


monas. 
Eubacterium aggregans 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Fusibacter paucivorans 


Fusibacter. 
Planomicrobium 


microbium mcmeekinii 


Gracilibacillus 
ibacillus halotolerans 


Planomicrobium 
1 Planomicrobium 


Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Flavobacterium 
acterium limicola 
obacterium. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


Edwardsiella tarda 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Halanaerobium 
erobium fermentans 
m. 

Sphingomonas 


oligophenolica Bacteria; 


monas. 
Vibrio rumoiensis 


Pseudospirillum 

7 Pseudospirillum 
ospirillum. 
Enterobacter gergoviae 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


408672 Bacteria_ 


strain S37 16S ri 
Proteobacteria; Alphaproteobacteria; 


408672 Bacteria_ 


amylophilus strai 
Proteob 
408672 Bacteria_16S 
hollandicum strai 
hollandicum Bacte 


Bacteria; 


Hyphomicrobium. 


408672 Bacteria_16S 
DSM 11303 16S rib 
Deinococcus-Thermus; 
408672 Bacteria_16S 
strain Ekho Lake- 
Proteobacteria; Alphapro 
408672 Bacteria_16S 
radiodurans strain DSM 20539 16S ribosomal RNA, partial 
radiodurans Bacteria; 
408672 Bacteria_16S 

strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
408672 Bacteria_16S 


strain IFO 15498 


Firmicutes; 


strain LMG 2142 1 


strain ATCC 29903 


Proteobacteria; 


strain DSM 3662 1 


Firmicutes; 


Clostridia; 


strain ATCC 43185 
Bacteroidetes; 


Pseudoalteromonas 


408672 Bacteria_16S 


carrageenovora st 


Pseudoalteromonas carrageenovora Bacter 
Pseudoalteromonad 
408672 Bacteria_16S 


atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


408672 Bacteria_16S 


strain DSM 6836 1 
Firmicutes; Clost 


408672 Bacteria_16S 


strain ATCC 15338 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
408672 Bacteria_16S 


strain 717 16S ri 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
408672 Bacteria_16S 3566154 3566091 8 71 gi|219846532|ref|NR_026124.1 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
408672 Bacteria_16S 3569165 3569102 8 71 gi|219846530|ref|NR_026122.1 


strain ATCC 35912 


G 
408672 Bacteria_16S 


Clost 
408672 Bacteria_16S 
strain B 16S ribo 
Clost 
408672 Bacteria_16S 
strain BN6 16S ri 
Proteobacteria; Alphaproteobacteria; 
408672 Bacteria_16S 


Ba 
408672 Bacteria_16S 
nigrifaciens stra 
nigrifaciens Bact 


16S 2966078 2965999 1 80 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3096428 3096377 20 71 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3129469 3129398 9 80 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


16S 


3147439 3147364 1 
osomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
3164201 3164142 20 79 gi 
172 16S ribosomal RNA, partial sequenc 
teobacteria; Rhodobacterales; 
3168829 3168754 1 76 gi 


76 gi 


e 


Deinococcus-Thermus; 
3209859 3209780 1 


Deinococci; 
80 gi 


Sphingomonadales; 
3211351 32112721 80 gi 


Sphingomonadales; 
3241685 3241598 1 88 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
3262707 3262628 1 


Clostridiaceae; 
80 gi 


Sphingomonadales; 
3273331 3273268 8 71 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3274848 3274773 1 76 gi 


E 


ridia; Clostridiales; 
3302264 3302189 1 


Eubacteriaceae; 
76 gi 


ridiales; Blautia. 
3312847 3312768 1 80 
bosomal RNA, partial sequence 


gi 


Sphingomonadales; 
3393511 3393452 20 79 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Bacteroidace 
3422213 3422162 20 TL gi 
in NCIMB 8614 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


al 
ri 
3425180 3425129 20 ou. 
rain ATCC 12662 16S ribosomal 


gi 
RNA, parti 
aceae; Pseudoalteromonas. 
3428139 3428088 20 71 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 


v 


3447236 34471611 76 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
3560153 3560090 8 71 gi 
16S ribosomal RNA, partial sequence 


on 
3561668 3561605 8 vei 
bosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 


Sp 


en 
da 


al 
ia 


Rho 


s 


De 


Sp 


Sp 


Th 


Sp 


Sp 


ae 


219856812 
2964771 29662 
hingomon 
219846858 
ce 30950 
Suc 
219846836 
sequenc 
Rhizob 


les; 


v 


219846824 
3146120 31475 
cc 
219846813 
31629 
dobacter 
219846809 
equence 
inococca 
219846782 


aceae; 


219846712 
3311548 33129 
hingomon 
219846650 

33921 
Bacter 
219846630 
sequenc 
Alter 


, 


a; 


219846628 
al seque 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


219846626 
eq 


uence 


219846612 
6S ribosomal RNA, partial sequence 3445905 34473 


aceae; 


219846535 
3560299 35617 


hingomon 
219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
408672 Bacteria_16S 
strain NZ35 16S r 
Clost 
408672 Bacteria_16S 


hingomon 
219846760 
3240430 32418 
ermobrac 
219846746 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
408672 Bacteria_16S 


hingomon 
219846739 
32719 
nterobac 
219846738 
6S ribosomal RNA, partial sequence 3273522 32749 
Eu 


Alteromo 


ref |NR_024631.1 
adaceae; Sphingo 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 
ref|NR_026416.1 
einococcus. 

ref |NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref|NR_026401.1 
167516 316898 
les; Deinococcac 
ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026352.1 


D 


w 


hium. 
ref |NR_026338.1 
78 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026330.1 


ref 
ias 


NR_026312.1 
chinkii Bact 
ref |NR_026304.1 
adaceae; Sphingo 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref |NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref 
nce 


NR_026220.1 
342386 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


ref|NR_026204.1 


ref|NR_026128.1 
84 3560248 Vibrio 
ibrio. 
ref|NR_026127.1 


Vv 


Sphingopyxis chilensis 


22 Sphingopyxis chilensis Bacteria; 


pyxis. 
Ruminobacter 

bacter amylophilus 
Ruminobacter. 

Hyphomicrobium 

6 Hyphomicrobium 

obiaceae; 


v 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Deinococcus 
1 Deinococcus 
eae; Deinococcus. 

Sphingomonas mali 


mali Bacteria; 


monas. 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 
bacterium. 
219846720 
somal RNA, partial sequence 3300930 3302411 Blaut 


Blautia schinkii 
eria; Firmicutes; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 
Bacteroides caccae 
oides caccae Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 


1 3425283 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Clostridium viride 


86 Clostridium viride Bacteria; 
ostridium. 
219846536 
35587 


Vibrio proteolyticus 
proteolyticus Bacteria; 


Vibrio orientalis 


64 Vibrio orientalis Bacteria; 


Vibrio natriegens 
natriegens Bacteria; 


Vibrio cincinnatiensis 


3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


408672 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
408672 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


408672 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


408672 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


408672 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


408672 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


408672 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


408672 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


408672 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


408672 Bacteria_16S 


hibernum strain A’ 


hibernum Bacteria; 
408672 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


strain PW2 16S ri 
Proteobacteria; A 


408672 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


408672 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


strain CL-SP19 16 
Proteobacteria; G 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
408672 Bacteria_16S 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


408672 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


408672 Bacteria_16S 


strain SW-117 16S 
Proteobacteria; G 


stackebrandtii st 
stackebrandtii Ba 


eria; 
408672 Bacteria_16S 
bosomal RNA, partial sequence 


teria; 
408672 Bacteria_16S 


ia; Proteobacteria; Alphaproteobacteri 


ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
408672 Bacteria_16S 
S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
408672 Bacteria_16S 


ia; Proteobacteria; Alphaproteobacteri 


ammaproteobacteria; Alteromonadales; 
408672 Bacteria_16S 
rain K22-03 16S ribosomal RNA, partial 
cteria; 


3572193 3572118 1 75 
ribosomal RNA, partial sequence 
Bifidobacteriales; 
3601217 3601158 20 79 


gi 


Tu 
gi 


bacillales; Carnobacteriaceae; Dolosig 
3678662 3678595 11 78 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3695264 3695213 20 71 gi 


es 


ammaproteobacteria; Pasteurellales; Pa 
3750205 3750142 8 71 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3763938 3763863 1 76 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3825951 3825900 20 71 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pasteure 
3832045 3831970 1 76 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3834933 3834854 1 80 gi 


al 


11 


en 
co 


ridiales; Ruminococcaceae; Ruminococcu 
3844031 3843960 12 83 gi 
TCC 51468 16S ribosomal RNA, partial s 
Bacteroidetes; Flavobacteria; Flavob 
3931197 3931126 8 79 gi 
in IFO 12536 16S ribosomal RNA, partia 
Firmicutes; Bacillales; Planococ 
3945730 3945659 8 79 gi 


Ss. 


: ac 
1 
ca 


lphaproteobacteria; Rhodospirillales; 
3959114 3959039 1 76 gi 
ain M-8 16S ribosomal RNA, complete se 

Firmicutes; Bacillales; Sporola 
3966634 3966555 1 80 gi 
GIFU 11526 16S ribosomal RNA, partial 


Ac 


qu 
ct 


s 
a; 


3975480 3975401 1 80 
IAM 14222 16S ribosomal RNA, 


gi 
complete s 
a; 


3984073 3984010 8 Fl 


gi 


Idi 


3995934 3995855 1 80 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; Er 
3998919 3998840 1 80 gi 
qu 
ia 


4001843 4001764 1 80 gi 
SW-151 16S ribosomal RNA, partial seque 


a; 


4030648 4030585 8 71 
ribosomal RNA, partial sequence 


gi 


She 


4044319 4044248 8 79 gi 


s 
oc 


Firmicutes; Bacillales; Planoc 


408672 Bacteria_16S 


ri 


ra 


ue 


st 


on 


ia 


eq 


219846528 
3570843 35723 
cella. 
219846506 
6S ribosomal RNA, partial sequence 3599877 36013 
nulum. 
219846452 
nce 
Deferr 
219846441 
6S ribosomal RNA, partial sequence 3693916 36953 
eurellac 
219846401 
3748871 37503 
aceae; 
219846390 
sequenc 
les; 
219846346 


’ 


ce 


219846333 
uence 

teriales 
219846274 
sequence 
ceae; 
219846262 
3944448 39458 
etobacte 
219846253 


enc 


Sp 


219846242 


equ 
Rh 


219846236 
3982735 39841 


oma 


219846228 
3994645 39960 


yth 


219846226 


enc 
s 


v 


219846224 


nce 
Sp 


219846203 
4029306 40308 
wanellac 
219846191 


equ 


4053272 4053221 20 71 gi 


aliena strain KMM 3562 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


ales; 
219846341 


ccaceae; 
219846339 
somal RNA, partial sequence 3833603 3835009 Rumin 


obacilla 
219846248 
equence 


caceae; 
219846185 


ref|NR_026120.1| Turicella otitidis 
03 Turicella otitidis Bacteria; 


ref|NR_026098.1 
99 Dolosigranulum pigrum Bacteria; 


ref |NR_026043.1 
3677295 367884 
ibacteraceae; De 
ref |NR_026032.1 
20 Pasteurella aerogenes Bacteria; 
eae. 
ref|NR_025992.1| Vibrio scophthalmi 
67 Vibrio scophthalmi Bacteria; 
ibrio. 
ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref |NR_025937.1 
98 3826078 Avibacterium volantium 
steurellaceae; Avibacterium. 
ref |NR_025931.1| Ruminococcus 
35 3832122 Ruminococcus flavefaciens 
Ruminococcus. 
ref|NR_025929.1 
ococcus albus 7 


Deferribacter 
5 Deferribacter 
ferribacter. 


Vv 

Butyrivibrio 
4 Butyrivibrio 
Lac tyrivibrio. 
38245 
Pa 


38307 


Ruminococcus albus 
Bacteria; 


Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Planomicrobium 
2 Planomicrobium 


ref |NR_025923.1 
3842717 384417 
; Flavobacteriac 
ref|NR_025864.1 
3929851 393132 
anomicrobium. 
ref|NR_025852.1| Acidocella facilis 
54 Acidocella facilis Bacteria; 
raceae; Acidocella. 
ref|NR_025843.1| Sporolactobacillus 
3957761 3959244 Sporolactobacillus 
ceae; Sporolactobacillus. 
ref |NR_025838.1| Novosphingobium 
3965346 3966788 Novosphingobium 
monadales; Sphingomonadaceae; 


PL 


e 


hingo: 


Agrobacterium 
6 Agrobacterium 
ae; 


ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


ence 
izobi 


’ 


ref |NR_025826.1 
97 Idiomarina seosinensis Bacteria; 
eae; Idiomarina 
ref |NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025816.1 

3997630 399906 
omonadales; Eryt 


rinac é 
gaetbuli Bacteria; 
obacter. 
Porphyrobacter 

9 Porphyrobacter 
hrobacteraceae; 


robac 


e 
phing 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


Sphingopyxis 
5 Sphingopyxis 
hingo gomonadaceae; 
ref|NR_025793.1 
05 Shewanella marisflavi Bacteria; 
eae; Shewanella 
ref|NR_025781.1 

4042976 404443 
Planococcus. 
ref|NR_025775.1| Pseudoalteromonas 
4051928 4053458 Pseudoalteromonas aliena 


Planococcus 


ence 9 Planococcus 


Dolosigranulum pigrum 


Pasteurella aerogenes 


Avibacterium volantium 


Firmicutes; 


Idiomarina seosinensis 


Erythrobacter gaetbuli 


Shewanella marisflavi 


408672 Bacteria_16S 
strain KMM 3912 16S ribo 


Bacteroidetes; 


Flavobacteria; 
408672 Bacteria_16S 
strain KMM 3823 16S ribo 
Proteobacteria; Gammapro 


4115253 4115186 12 


4179722 4179659 8 


79 


somal RNA, partial sequence 4113936 41153 
Flavobacteriales; 


a2 


somal RNA, partial sequence 4178357 41798 
teobacteria; Alteromonadales; Shewanellaceae; 


gi|219846141 


gi| 219846094 


ref|NR_025731.1 


Ulvibacter. 
ref|NR_025684.1 


Shewanella. 


408672 Bacteria_ 
strain ATCC 29799 
Bacteroidetes; 
408672 Bacteria_ 
ganghwensis strai 


Bacteria; 


ganghwensis Bacteria; 
408672 Bacteria_ 


salicampi strain 
Bacteria; 


16S 4193476 4193401 1 


16S ribosomal 


76 gi 
RNA, partial sequence 


219846080 


ref|NR_025670.1 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 
Flavobacteriaceae; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Bacteroides capillosus 


4192139 4193621 Bacteroides capillosus 


Firmicutes; 
408672 Bacteria_ 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 
translucida Bacteria; 


Bacillales; 
4214538 4214487 20 


16S 


Proteobacteria; 


Pseudoalteromonas. 


408672 Bacteria_ 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


16S 4216093 4216042 20 


Pseudoalteromonas. 


408672 Bacteria_16S 


strain U 5/41 16S 


4246290 4246227 8 


ou 


vei 


aL 


ribosomal RNA, partial sequence 


SF-20 16S ribosomal RNA, partial sequence 


Bacillaceae; Lentibacillus. 


gi 


Gammaproteobacteria; 


gi 


42085 


219846065 


219846064 
sequence 


gi|219722938 
4244934 42463 


ref|NR_025655.1 


ref|NR_025654.1 
4214764 421626 


ref|NR_024570.1 


4213214 421471 
Alteromonadales; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
408672 Bacteria_ 


Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
16S 4196461 4196410 20 71 gi|219846078|ref|NR_025668.1| Zooshikella 
n JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
16S 4209961 4209886 1 76 gi| 219846069 |ref|NR_025659.1| Lentibacillus 


91 4210111 Lentibacillus salicampi 


Pseudoalteromonas 
3 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Escherichia coli 


83 Escherichia coli Bacteria; 


Enterobacteriaceae; Escherichia. 
16S 66480 66402 11 89 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 


Actinobacteria; Actinobacteridae; Actin 
408672 Bacteria_ 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 


16S 74065 73995 11 


asaccharolytica Bacteria; Actinobacteria; 


Pseudonocardiaceae; 
408672 Bacteria_ 
398 16S ribosomal 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
408672 Bacteria_ 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 


Proteobacteria; 


408672 Bacteria_ 
leiognathi strain 
Proteob 


Bacteria; 


408672 Bacteria_ 
strain 6VI 16S ri 


Firmicutes; 


408672 Bacteria_ 
equigenitalis str 
equigenitalis Bacteria; 
408672 Bacteria_16S 

strain 40 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
408672 Bacteria_16S 


strain DSM 20475 
Firmicutes; 


408672 Bacteria_16S 
aerodenitrificans 
aerodenitrificans 


Microvirgula. 


408672 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 
408672 Bacteria_16S 
marinus strain MH 
Proteob 
408672 Bacteria_16S 
delbrueckii subsp. 


Bacteria; 


Lactobacillus. 


408672 Bacteria_16S 


Clostridia; 


Pseudonocardia. 
16S 174416 174366 21 
RNA, partial sequence 


16S 175924 175874 21 


16S 183445 183367 1 


225033 224947 1 


Clostridiales; 
249630 249568 1 


Bacteria; 


290174 290120 9 
16S ribosomal RNA, 


342278 342228 21 


381104 381026 1 


384109 384032 11 


Proteobacteria; 


81 


Actinobacteridae; 


71 


173054 174520 Vibri 
Aliivibrio. 


TL 


79 


bosomal RNA, partial sequence 
Clostridia; 


87 


63 


63 


TL 


79 


89 


strain PL7HG1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 


omycetales; Micr 


gi 


gi 


gi 


acteria; Gammaproteobacteria; Vibrionales; 


gi 


182124 18361 


Clostridiales; Clostridiaceae; Clostridiw 
16S 206595 206533 9 71 gi| 265678926 
ain N480/82 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkh 
214365 214315 21 71 gi| 265678920 
sequence 213019 21448 


Oceanospirillales; 


gi 


16S ribosomal RNA, partial sequence 223682 22507 
Peptococcaceae; 


gi 


strain Sgly2 16S ribosomal RNA, partial sequenc 
Betaproteobacteria; N 


gi 


complete sequence 
etaproteobacteria; Burkholderiales; Alcaligenace 


gi 


-110 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotrichales; 


gi 


indicus strain NCC725 16S ribosomal 


Lactobacillus delbrueckii subsp. indicus Bacteria; 


gi 


265679015 


265678947 


265678946 


Vibri 
265678941 


Marinomon 
265678913 


Peptococcu 
265678896 


265678867 
28882 


265678830 
34093 
Pis 
265678801 
RNA, parti 


265678799 


ococcineae; 


Actinomycetales; 


Firmicutes; 


ref|NR_029323.1 
72731 74244 


ref 


NR_029255.1 


ref |NR_029254.1 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
16S 177409 177359 21 71 gi| 265678945 |ref|NR_029253.1 
L1 16S ribosomal RNA, partial sequence 176048 177513 Photob 


onaceae; 
ref|NR_029249.1 


m. 
ref |NR_029234.1 
205252 206750 
olderiales; Alca 
ref |NR_029228.1 


as. 
ref|NR_029221.1 
Ss. 
ref |NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref |NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029135.1 
6 342344 Hydrog 
cirickettsiaceae 
ref |NR_029106.1 
al sequence 


ref 


Bogoriellaceae; 


o fischeri Bacte 


Photoba 


Lactobacillales; 


Bogoriella. 
Pseudonocardia 
Pseudonocardia 


Pseudonocardineae; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 

Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Taylorella 

Taylorella 
ligenaceae; Taylorella. 
Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Peptococcus niger 


4 Peptococcus niger Bacteria; 


Microvirgula 
Microvirgula 
sseriaceae; 


Bordetella holmesii 
ella holmesii Bacteria; 


Hydrogenovibrio 
enovibrio marinus 
; Hydrogenovibrio. 
Lactobacillus 
379741 381255 
Lactobacillaceae; 


NR_029104.1 


Bradyrhizobium betae 


382807 384289 Bradyrhizobium betae Bacteria; 


408672 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


408672 Bacteria_16S 


marinisedimentoru 
marinisedimentoru 


408672 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


408672 Bacteria_16S 


oleivorans strain 
Bacteria; Proteob 


408672 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


408672 Bacteria_16S 


40M4T 16S ribosom 
Gammaproteobacter 


408672 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


408672 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


408672 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


408672 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


408672 Bacteria_16S 
16S ribosomal RNA, partial sequence 892248 89373 


strain LMG 18819 


Proteobacteria; B 


408672 Bacteria_16S 


strain LMG 18106 


Proteobacteria; B 


408672 Bacteria_16S 


strain LMG 16407 


Proteobacteria; B 


408672 Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hydro 


strain 2 16S ribo 
Proteobacteria; B 


408672 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


408672 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


408672 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


408672 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


insulare strain K 
Bacteria; Proteob 


408672 Bacteria_16S 
n TA-67 16S ribosomal RNA, partial seq 


acidiphilus strai 
acidiphilus Bacte 


408672 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


strain KMM 1406 1 
Proteobacteria; G 


etaproteobacteria; Rhodocyclales; Rhod 
408672 Bacteria_16S 


eria; 
408672 Bacteria_16S 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
645533 645483 21 71 
al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
692364 692302 1 63 
n NSW 326 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


813389 813331 11 69 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
820890 820828 1 63 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
871119 871042 11 89 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 
893577 893523 9 63 
etaproteobacteria; Burkholderiales; Bu 
895112 895058 9 63 gi 


etaproteobacteria; Burkholderiales; Bu 
896647 896593 9 63 gi 


etaproteobacteria; Burkholderiales; Bu 
944630 944552 9 87 gi 


etaproteobacteria; Burkholderiales; Co: 
946193 946115 9 87 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
947757 947679 9 87 gi 
rain 2Kl1 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Betaproteobact 


967875 967809 21 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1003194 1003140 9 63 gi 
ibosomal RNA, partial sequence 


87 gi 


1051974 1051912 1 63 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Oceanosp 
1064054 1063980 1 75 gi 


ria; Firmicutes; Bacillales; Alicyclob 
1065584 1065534 21 71 gi 
in KMM 3633 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacte 
1067038 1066988 21 71 gi 


ammaproteobacteria; Chromatiales; Chro 


408672 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


631874 63335 


16S ribosomal RNA, partial sequence 893783 89526 


16S ribosomal RNA, partial sequence 895318 89680 


riales; 
265678414 
quence 
eria; 


265678400 


966531 96793 
Halomonad 


265678376 


1001834 10033 
ocyclaceae 


265678343 
10506 
irillales; 
265678335 
uence 
acillaceae 
265678334 
sequence 
ria; Ocean 
265678333 


6S ribosomal RNA, partial sequence 1065751 10671 


matiaceae; 


1101430 1101352 1 79 gi 
ribosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


265678309 


Clostridiu 


Co: 


Burk 


391832 391770 9 71 gi|265678794|ref|NR_029099.1| Chitinimonas 
n cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

516193 516143 21 71 gi| 265678708 |ref|NR_029013.1| Reinekea 
m strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
m Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

571265 571187 11 89 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

578710 578660 21 71 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
acteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

633197 633119 1 79 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Acetobacterium. 
gi|265678621|ref|NR_028926.1| Vibrio lentus strain 
644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
gi| 265678588 |ref|NR_028893.1| Buttiauxella 
sequence 691014 692520 Buttiauxella 
ia; Enterobacteriales; Enterobacteriaceae; 
gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
nce 812035 813508 Thioalkalivibrio jannaschii 
ales; Ectothiorhodospiraceae; Thioalkalivibrio. 
gi|265678499|ref|NR_028802.1| Kluyvera intermedia 
819558 821010 Kluyvera intermedia Bacteria; 
Enterobacteriaceae; Kluyvera. 
gi|265678465|ref|NR_028768.1| Bradyrhizobium 
uence 869838 871263 Bradyrhizobium 
ria; Rhizobiales; Bradyrhizobiaceae; 
gi|265678449|ref|NR_028751.1| Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


rkholderiaceae; Pandoraea. 
265678448 |ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
rkholderiaceae; Pandoraea. 
265678447|ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 
rkholderiaceae; Pandoraea. 
265678416|ref|NR_028718.1| Hydrogenophaga flava 
genophaga flava Bacteria; 
mamonadaceae; Hydrogenophaga. 
265678415|ref|NR_028717.1| Hydrogenophaga 
nce 944846 946358 Hydrogenophaga pseudoflava 


mamonadaceae; Hy: 

ref|NR_028716.1|] Hydrogenophaga 
946409 947922 Hydrogenophaga 

holderiales; Comamonadaceae; 


drogenophaga. 


ref|NR_028702.1| Halomonas campisalis 
0 Halomonas campisalis Bacteria; 
aceae; Halomonas. 
ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 
; Azovibrio. 
ref|NR_028645.1| Marinospirillum 
31 1052062 Marinospirillum insulare 
Marinospirillum. 
ref |NR_028637.1 
1062699 106423 
; Alicyclobacill 
ref |NR_028636.1 
1064282 106570 
ospirillales; Ma 
ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref|NR_028611.1 


Alicyclobacillus 

1 Alicyclobacillus 

us. 

Marinomonas 

0 Marinomonas 
rinomonas. 
Rheinheimera pacifica 
pacifica Bacteria; 


Clostridium hiranonis 


1100149 1101541 Clostridium hiranonis Bacteria; 


m. 


408672 Bacteria_16S 1158961 1158895 12 78 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

408672 Bacteria_16S 1177258 1177180 1 79 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 1177377 Clostridium bartlettii DSM 16795 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 1193804 1193750 9 63 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

408672 Bacteria_16S 1230088 1230038 21 71 gi|219878280|ref|NR_025419.1| Cellvibrio gandavensis 
strain R-4069 16S ribosomal RNA, partial sequence 1228770 1230255 Cellvibrio gandavensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

408672 Bacteria_16S 1278171 1278121 21 71 gi|219846127|ref|NR_025717.1| Thalassomonas 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 1276861 1278268 Thalassomonas 


ganghwensis Bacte 
408672 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; 


Bacteria; 
Teredinibacter. 


408672 Bacteria_16S 


ruhlandii strain 
Bacteria; 


paracasei subsp. 
paracasei subsp. 


408672 Bacteria_16S 


strain ATCC 25258 
Bacteria; 


Proteobacteria; 


408672 Bacteria_16S 


Betaproteobacteria; Burkholderiales; Aquabacterium. 
1550977 1550915 1 63 gi|219857244|ref|NR_024874.1 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium 


Proteobacteria; 


Bacteria; 


decolorationis st 


decolorationis Bacteria; 


Shewanella. 


408672 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; 


ostraviensis stra 


ostraviensis Bacteria; 


Cellvibrio. 


408672 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; 


strain RB-8 16S r 
Proteobacteria; 


strain DSM 5661 1 
Firmicutes; 


Coriobacteridae; 
408672 Bacteria_16S 
turnerae strain T 
Proteob 


Proteob 
408672 Bacteria_16S 
piechaudii strain EY3860 16S ribosomal RNA, partial seq 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; 
408672 Bacteria_16S 


Firmicutes; 
408672 Bacteria_16S 
strain B8 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Enterobacteriales; 
408672 Bacteria_16S 


Gammaproteobacteria; Oceanospirillales; 
408672 Bacteria_16S 


Proteobacteria; Gammaproteobacter 
1290297 12902111 87 gi 
6S ribosomal RNA, 
Coriobacteriales; Cori 
1378482 1378432 21 71 gi 
7902 16S ribosomal RNA, partial sequen 


ria; 


1457274 1457220 9 63 gi 
acteria; Betaproteobacteria; Burkholde 
1472348 1472294 9 63 gi 


1510055 1509977 1 79 gi 
paracasei strain R094 16S ribosomal RNA, 
paracasei Bacteria; Firmicutes; Lactobac 
1526640 1526562 1 79 gi 
16S ribosomal RNA, partial sequence 

Lactobacillales; Lactobacillaceae; 
1549511 1549449 1 63 gi 


Betaproteobacteria; Burkholderiales; Aqua 
408672 Bacteria_16S 
citratiphilum str 
Proteob 
408672 Bacteria_16S 


1552445 1552383 1 63 gi 
acteria; Betaproteobacteria; Burkholde 
1608678 1608628 21 71 gi 
rain S12 16S ribosomal RNA, partial sequ 


Proteobacteria; Gammaproteobacte 


1672501 1672451 21 71 
ribosomal RNA, partial sequence 


gi 


E 
1692168 1692118 21 71 gi 
in LMG 19434 16S ribosomal RNA, partia 
Proteobacteria; Gammaproteobacte 


1 
ri 


1709133 1709071 1 63 
ribosomal RNA, partial sequence 


gi 


Gammaproteobacteria; Chromatiales; Chroma 
408672 Bacteria_16S 


1737986 1737936 21 71 
ibosomal RNA, partial sequence 


gi 


Oo 


1839881 1839803 1 79 gi 


Lactobacil 
gi 


Lactobacillaceae; 


1879393 18793311 63 


thiooxidans strain CS-K2 16S ribosomal RNA, partial seque 


thiooxidans Bacte 


408672 Bacteria_16S 


strain DSM 11334 
Proteobacteria; 


ria; Proteobacteria; Betaproteobacteri 
1898055 1898001 9 63 gi 


a; 


ca 


ce 


ain B4 16S ribosomal RNA, partial sequen 
ri 
219878471 


ia; Alteromonadales; 
219846501 
complete sequence 1289055 12904 
obacterine 
228717562 
13771 
acteria; Gammaproteobacteria; Alteromonadales; 


224581416 
EY3918 16S ribosomal RNA, partial sequence 14559 
riales; Al 
224581405 
uence 
Burkholderia 
219846290 
partial 
illales; 
219857499 

15252 
Lactobac 
219857245 
1548180 15495 


ales; 


ence 


219878427 
1671187 16725 
nterobac 
219878413 
sequence 


a; 


219878402 
1707781 17092 
tiaceae; 
219878383 
1736673 17381 
leispira. 
219878309 
6S ribosomal RNA, partial sequence 1838512 18400 
Lactobacillales; 
408672 Bacteria_16S 


lus. 


219878282 


nce 


1937122 1937044 9 87 gi 


bacterium. 
219857243 
ce 15511 


ria; Alt 


Pseudomon 


Burkhol 
219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
Betaproteobacteria; Burkholderiales; Al 
408672 Bacteria_16S 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 


ligenace 
219878237 


Colwe 
ref |NR_026093.1 
ae; Coriobacteri 
ref|NR_027564.1 
67 1378635 Teredi 
Alteromonadales g 


ref|NR_027197.1 
caligenaceae; Ac 
ref |NR_027186.1 

1471041 147236 
les; Alcalig 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_024875.1 
95 Aquabacterium 


ref |NR_024871.1 
12 1552529 Aquaba 
Aquabacterium. 
ref|NR_025610.1 

1607365 160881 
eromonadales; Sh 


ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025552.1 

1690867 169233 
adales; Pseu 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025522.1 


ref |NR_025448.1 
21 Lactobacillus 


ref|NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025404.1 


ae; Bordetella. 


lliaceae; Thalassomonas. 
Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Teredinibacter 

nibacter turnerae T7901 

enera incertae sedis; 


Achromobacter 


66 1457283 Achromobacter ruhlandii 


hromobacter. 
Achromobacter 

1 Achromobacter 

enaceae; Achromobacter. 
Lactobacillus 

4 1510205 Lactobacillus 

e; Lactobacillus. 
Lactobacillus jensenii 

acillus jensenii 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Shewanella 
2 Shewanella 


ewanellaceae; 


Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Cellvibrio 

5 Cellvibrio 

domonadaceae; 


Rheinheimera baltica 


baltica Bacteria; 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Lactobacillus hamsteri 
hamsteri Bacteria; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


ref|NR_025376.1 
1935800 193729 


Comamonas 
7 Comamonas 


nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


408672 Bacteria_ 


strain Se-1111R 1 
B 


Proteobacteria; 
408672 Bacteria_ 


strain m2661/98/1 
Lacto 


Firmicutes; 
408672 Bacteria_ 


lanuginosus strai 
lanuginosus Bacte 


Chondromyces. 
408672 Bacteria_ 


Chondromyces. 


408672 Bacteria_16S 


Serratia. 


408672 Bacteria_16S 


strain DSM 30063 
Proteobacteria; 


strain DSM 4576 1 
Proteobacteria; 


strain Eb 13/82 1 
Proteobacteria; 


strain $3/2-161 1 
Proteobacteria; 


strain S1/1-984 1 
Proteobacteria; 


Buttiauxella. 


G 
408672 Bacteria_16S 


G 
408672 Bacteria_16S 


G 
408672 Bacteria_16S 


G 
408672 Bacteria_16S 


G 
408672 Bacteria_16S 
ferragutiae strai 
ferragutiae Bacte 


16S 1947846 1947792 9 63 gi|219878230|ref|NR_025369.1| Bordetella petrii 

6S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 

etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

16S 1961516 1961450 13 79 gi|219878221|ref|NR_025360.1| Vagococcus fessus 

16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 

bacillales; Enterococcaceae; Vagococcus. 

16S 1984394 1984332 1 63 gi|219878206|ref|NR_025345.1| Chondromyces 

n Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 

ria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 

16S 1985978 1985916 1 63 gi| 219878205 |ref|NR_025344.1]| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 

1990645 1990583 1 63 gi|219878202|ref|NR_025341.1| Serratia 

proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

1992193 19921311 63 gi|219878201|ref|NR_025340.1| Serratia grimesii 
16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

1993736 1993674 1 63 gi|219878200|ref|NR_025339.1| Serratia fonticola 
6S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

2004505 2004443 1 63 gi|219878193|ref|NR_025332.1| Budvicia aquatica 
6S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

2006049 2005987 1 63 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 
6S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

2007595 2007533 1 63 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
6S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

2009139 2009077 1 63 gi|219878190|ref|NR_025329.1| Buttiauxella 
n DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 
ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

2010698 2010636 1 63 gi| 219878189 |ref|NR_025328.1| Buttiauxella brennerae 


408672 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; 


strain LMG 317541 
Proteobacteria; 


Bacteria; 


Bacteria; 


strain NCIMB 8634 
Proteobacteria; 


strain NCIMB 8633 
Proteobacteria; 


taiwanensis strai 
taiwanensis Bacte 


408672 Bacteria_16S 
ain HKU1 16S ribosomal RNA, partial se 
Betaproteobacte 


hongkongensis str 
hongkongensis Bac 


408672 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


sulfidophilum str 
sulfidophilum Bac 


408672 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


408672 Bacteria_16S 


G 
408672 Bacteria_16S 


G 
408672 Bacteria_16S 
hesperidum strain 
Firmicu 
408672 Bacteria_16S 
defragrans strain 
Proteob 
408672 Bacteria_16S 


G 


G 


ammaproteobacteria; Enterobacteriales; 
2027128 2027066 1 63 gi 
16S ribosomal RNA, partial sequence 

2033010 2032936 1 75 gi 
tes; Bacillales; Alicyclobacillaceae; 
2074556 2074502 9 63 gi 


2171693 2171643 21 TL gi 
16S ribosomal RNA, partial sequence 


2173244 2173194 21 TL gi 
16S ribosomal RNA, partial sequence 
2194397 2194331 12 78 gi 
Deinococcus-Thermus; 
2230736 2230682 9 


ria; Deinococci; 


63 gi 


teria; Proteobacteria; 


2264416 22643541 63 gi 


2340046 2339960 1 

ain BR4 16S ribosomal RNA, 
teria; Firmicutes; Clostridia; 
2426941 2426863 1 79 
ribosomal RNA, partial sequence 
lales; Planococcaceae; 
2544060 2543982 9 


87 gi 


gi 


Viridibacillus. 
87 gi 


6S ribosomal RNA, partial sequence 2009346 20 


ammaproteobacteria; Aeromonadales; Aer 


FR-11 16S ribosomal RNA, partial sequ 


54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


ammaproteobacteria; Pseudomonadales; P 
408672 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
408672 Bacteria_16S 
n WR-30 16S ribosomal RNA, partial seq 


n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
408672 Bacteria_16S 
complete se 
Clostri 


108 
Enterobac 
219878178 
20257 
omonadacea 
219878174 
ence 20316 
Alicycloba 
219878141 
ence 20732 
riales; Al 
219857621 
21703 


se 
219857620 
21719 
seudomonad 
219857603 
uence 

Thermales; 
219857579 
quence 

ria; Neiss 
219857557 
ence 22630 
irillales; 
219857502 
quence 

diales; He 
219857441 


2425586 24269 


219857348 


palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


udomonad 


ref 


e; 
ref 


cill 


ref 


ref 


ref 


acea 
ref 


is} 


The 
ref 


eria 
ref 


Alc 
ref 


ref 


ref 


50 Buttiauxella 
teri 


56 2171849 Cellv 
acea 
00 2173400 Cellv 
193088 21945 
2229404 22308 


50 2264581 Alcan 


2338702 23402 
liob 


aceae; Butt 
NR_025317.1 


59 2027165 Aeromo 
Aeromonas. 


NR_025313.1 


81 2033165 Alicyc 


us. 
NR_025280.1 


26 2074709 Castel 
cali 


genaceae; 
NR_025210.1 


e; Cellvibr 
NR_025209.1 
i 
e; Cellvibri 
NR_025191.1 
7 
rmaceae; Me 
NR_025167.1 
6 
les; Neisse 
NR_025145.1 


anivoracace 
NR_025090.1 
1 


acteriaceae; 
NR_025029.1 


NR_024936.1 


Ca 


i 
i 


all 


r 


i 
a 


brennerae Bacteria; 
i 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Alicyclobacillus 
lobacillus hesperidum 


Castellaniella 
laniella defragrans 
stellaniella. 

Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
Oo. 

Meiothermus 

0 Meiothermus 

othermus. 

Laribacter 

2 Laribacter 

iaceae; Laribacter. 
Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Heliobacterium 

4 Heliobacterium 
Heliobacterium. 
Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Hydrogenophaga 


2542716 2544225 Hydrogenophaga 


408672 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


strain CIP 105259 
Proteobacteria; G 


asinigenitalis st 
asinigenitalis Ba 


408672 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


intermedia strain 
Bacteria; Proteob 


strain BS5-8 16S 


Proteobacteria; B 


6a3 16S ribosomal 
Betaproteobacteri 


408672 Bacteria_16S 
rain OND 32 16S ribosomal RNA, 


manihotivorans st 
manihotivorans Ba 


408672 Bacteria_16S 
train IDR2-2 16S ribosomal RNA, partia 
Lactobacillales; 


psychrotolerans s 
psychrotolerans B 


408672 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 
tes; Bacillales; Alicyclobacillaceae; 
408672 Bacteria_16S 


Bacteria; Firmicu 


strain MKT 106 16 
Proteobacteria; G 


cycloheptanicus s 
cycloheptanicus B 


saccharophila str 
saccharophila Bac 


408672 Bacteria_16S 


strain ATCC 12775 
Proteobacteria; G 


408672 Bacteria_16S 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria; 
408672 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
408672 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


strain JCM1237 16 
Proteobacteria; G 


408672 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


408672 Bacteria_16S 


fornicalis strain 
fornicalis Bacter 


408672 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


408672 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


408672 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


408672 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


408672 Bacteria_16S 


strain Feox-1 16S 


2547181 2547119 1 


2562520 2562458 1 


2576368 2576306 9 


cteria; Proteobacteria; 


2619512 2619450 9 


2645507 2645429 9 


2650061 2650007 9 


2651564 2651510 9 
RNA, partial sequence 
a; Rhodocyclales; 
2673996 2673918 1 


cteria; Firmicutes; 
2681596 2681530 13 


acteria; Firmicutes; 


2723530 2723456 1 


2741577 2741515 1 


2786575 2786501 1 


2850105 2850043 1 


teria; Proteobacteria; 


2856326 2856276 21 


2928361 2928299 1 


2935852 2935802 21 


2951048 2950986 1 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
408672 Bacteria_16S 

16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
408672 Bacteria_16S 
rain UCD-1 16S ribosomal RNA, partial 


bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
408672 Bacteria_16S 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
408672 Bacteria_16S 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
408672 Bacteria_16S 


Lactobacillales; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
408672 Bacteria_16S 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
408672 Bacteria_16S 
ain DSM 654 16S ribosomal RNA, partial 
Betaproteobacte 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


63 gi 
ma: 
63 gi 
se 
71 gi 
se 
Betaproteobacter 


TE gi 


oc 
87 gi 
e 
bap h 
63 gi 
oc 
63 gi 
pi 
79 gi 
complet 
L 


gi 


e 
ac 
79 
di: 
Ca 
75 gi 
Al 


63 gi 


75 gi 
ia 
cl 
63 gi 
s 
ri 
71 gi 
E 
63 gi 
se 
v 

71 gi 
ar 
ba 


63 gi 


219857346 
219857336 
219857284 
219857253 
2618180 26196 
219857228 
219857225 


2648722 26501 


219857224 
2650247 2651682 Azosp 
Rhodocyclaceae; Azos 
219857207 


219857202 


219857173 


219857160 


2740223 27416 


219857126 


219856891 


219856887 


219856838 


219856833 


219856823 


ref|NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024915.1 

2575008 257651 
holderiales; Alc 
ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas 
ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy: 
ref|NR_024853.1 


25458 
monadace 


25611 
udomonad 


quence 


ia; Burk 


yclaceae 


26441 
ales; Co 


¢ AZ 
ref 


ira 


yclaceae onexus. 
NR_024852.1 
oryzae Bacte 
ra. 
ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref |NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref |NR_024788.1 


sequence 
tobacill 


sequence 
rnobacte 


27221 
icycloba 


eromonadaceae; Agarivora 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024657.1 
2927022 292847 
irillales; Marin 
ref|NR_024652.1 
uence 293453 
Oceanospirillale 
ref|NR_024642.1 


1 sequen 
obacilla 


equence 
a; Burkh 


28549 
nterobac 


quence 
Oceanosp 


tial seq 
cteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 
Taylorella 
2 Taylorella 
aligenaceae; Taylorella. 
Dechloromonas agitata 
agitata Bacteria; 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 
Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azospira oryzae strain 
ria; Proteobacteria; 


Lactobacillus 
4 Lactobacillus 
llus. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Alicyclobacillus 
lobacillus pomorum 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 

Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas flectens 
monas flectens Bacteria; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Enterobacter amnigenus 


S ribosomal RNA, partial sequence 


2949709 29511 


57 Enterobacter amnigenus Bacteria; 


ammaproteobacteria; Enterobacteriales; E 
2961458 2961396 1 63 gi 


ia; Alteromonadales; Colwelliaceae; Co 
3010300 3010222 1 79 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
3054331 3054269 9 71 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3070854 3070788 13 79 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 
3228004 3227954 21 71 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3234053 3233987 23 89 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3270228 3270166 1 63 gi 
ribosomal RNA, complete sequence 


ue 
ba 


er 


s. 


on 


qu 
hl 


219856816 
2960112 2961625 Colwe 
lwellia. 

219846917 


219846886 


3052993 30544 


219846875 


219846769 


3226672 32281 


219846765 


nterobacteriaceae; Ente 
ref 
llia maris Bact 
ref 

3008942 30103 
e; Lactobacillu 
ref 


nce 
cillacea 


Formivibrio. 
ref 
11 3070973 Vagoc 


iaceae; 
30695 
ref 
ibri 
ref 


3232707 32342 
ae; 


aceae; V oO. 
ence 


amydiace 


219846741 


ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


NR_024635.1 
NR_026509.1 
NR_026478.1 
82 Formivibrio citricus Bacteria; 
NR_026467.1 
NR_026361.1 
43 Vibrio tapetis Bacteria; 
NR_026357.1 
Parachlamyd 


NR_026333.1 
3268876 3270396 Leptothrix mobilis Bacteria; 


r 


e 


6 
s 


fo} 


4 
i 


obacter. 
Colwellia maris strain 
ria; Proteobacteria; 


Lactobacillus 
2 Lactobacillus 


Formivibrio citricus 
Vagococcus lutrae 
ccus lutrae Bacteria; 
Vibrio tapetis strain 
Parachlamydia 


7 Parachlamydia 
a. 


Leptothrix mobilis 


408672 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; 


strain DSM 8239 1 
Firmicutes; Clost 


408672 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial s 
Clostridia 


fimetarium strain 
fimetarium Bacter 


408672 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial se 
Clostridial 


paludosum strain 
paludosum Bacteri 


408672 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


408672 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


408672 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


408672 Bacteria_16S 
M 9236 16S ribosomal RNA, partial sequ 
Clostridiales; Veillo 


ruminis strain DS 
Bacteria; Firmicu 


408672 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


408672 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


408672 Bacteria_16S 


strain NS 16S rib 
Proteobacteria; G 


408672 Bacteria_16S 


faecium strain AC 
Bacteria; Firmicu 


408672 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


408672 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


408672 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


408672 Bacteria_16S 


strain 18323 16S 


Proteobacteria; B 


408672 Bacteria_16S 
ain 522 16S ribosomal RNA, partial seq 


parapertussis str 
parapertussis Bac 


408672 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


408672 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


408672 Bacteria_16S 


allosaccharophila 
allosaccharophila 
Aeromonas. 


408672 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


408672 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


G 
408672 Bacteria_16S 


3271780 3271730 21 71 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3276357 3276279 1 79 gi 


ridia; Clostridiales; 
3277876 3277798 1 


Eubacteriaceae; 
79 gi 


Firmicutes; Clostridia; 
3279385 3279307 1 


ia; 

79 gi 

Firmicutes; Clostridia; 
3300732 3300670 1 


a; 
63 gi 


teria; Proteobacteria; 
3383026 3382964 1 63 
ATCC 33146 16S ribosomal RNA, 
ia; Proteobacteria; Gammaproteobacteri 


gi 


3384564 3384502 1 63 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3445719 3445637 1 83 gi 
tes; Clostridia; 
3563175 3563125 21 71 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; 

3564661 3564611 21 
RNA, partial sequence 

ia; Vibrionales; Vibrionaceae; Vibrio. 
3567647 3567597 21 71 gi 
osomal RNA, partial sequence 


71 gi 


teria; Proteobacteria; Betaproteobacte 
3807527 3807473 9 63 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3812126 3812060 13 79 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3813694 3813632 1 63 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


3854597 3854535 1 63 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
3912830 3912753 11 89 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


gi 


408672 Bacteria_16S 


3962161 3962099 1 63 gi 


6S ribosomal RNA, partial sequence 3275046 32765 


ain RB-1 16S ribosomal RNA, partial se 
Gammaproteobact 


complet 


Gammaproteob 


3563299 3564734 Vibri 


3566301 35677 


ammaproteobacteria; Vibrionales; Vibrionaceae; V 
3585810 3585732 1 79 gi| 219846519 
M 3679 16S ribosomal RNA, partial sequence 35844 
tes; Clostridia; Clostridiales; Veillonellaceae; 
3590449 3590387 1 63 gi| 219846516 
ribosomal RNA, partial sequence 3589120 35906 

etaproteobacteria; Burkholderiales; Ideonella. 
3605811 3605745 21 87 gi| 219846503 

ATCC 33612 16S ribosomal RNA, partial sequence 
612 Bacteria; Bacteroidetes; Flavobacteria; Flav 
3669507 3669445 1 63 gi| 219846458 
ribosomal RNA, partial sequence 3668184 36696 
ammaproteobacteria; Enterobacteriales; Enterobac 
3804499 3804445 9 63 gi| 219846360 
ribosomal RNA, partial sequence 3803146 38046 
etaproteobacteria; Burkholderiales; Alcaligenace 
3806013 3805959 9 63 gi| 219846359 


3853246 38547 


219846740 

32704 
Enterobac 

219846737 


Acetobacte 
219846736 
equence 
les; Eubac 
219846735 
quence 
es; Eubact 
219846721 
quence 
eria; Thio 
219846661 
e sequence 
a; Thiotri 
219846660 
33832 
ciricketts 
219846613 
ence 34443 
nellaceae; 
219846534 
sequence 
acteria; V 
219846533 


219846531 


uence 
ria; Burkh 
219846358 
sequence 

eria; Burk 
219846355 
38107 
e; Carnoba 
219846354 
artial seq 
bacteria; 


219846326 


ptothrix. 
219846286 
uence 
eria; Rhiz 


obac 


teri 


olde 


hold 


cter 


uenc 
Aero. 


obia 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026329.1 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


rium. 
ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclastic 


ibri 
ref * 
o nereis Ba 


ref |NR_026123.1 


Acetobacterium 
3 Acetobacterium 
bacterium. 

Acetobacterium 
2 Acetobacterium 
acterium. 

Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 


haga. 
Succiniclasticum 
iclasticum ruminis 
m. 
Vibrio 
8 Vibrio 
ionaceae; Vibrio. 


Vibrio nereis strain 
a; Proteobacteria; 


Vibrio diazotrophicus 


56 Vibrio diazotrophicus Bacteria; 


ibrio. 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref|NR_026108.1 


Phascolarctobacterium 
larctobacterium faecium 
terium. 

Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


NR_026095.1 
3604483 360597 
teriales; Fl 


ref|NR_026049.1 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Erwinia persicina 


39 Erwinia persicina Bacteria; 


aceae; Erwin 


ref|NR_025951.1 


ia. 
Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


ae; Bordetella. 
ref|NR_025950.1 

3804660 380612 
riales; Alca 
ref|NR_025949.1 

3806174 380763 
eriales; Alc 
ref |NR_025946.1 
56 3812276 Carnob 
ium. 
NR_025945.1 
e 381232 
monadales; A 


ref 


ref |NR_025916.1 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Carnobacterium 
acterium funditum 


Aeromonas 
7 3813828 Aeromonas 


eromonadaceae; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


ref|NR_025876.1 
3911550 391285 
les; Bradyrh 


219846251 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 


ref |NR_025841.1 


Rubrivivax gelatinosus 


strain ATH 2.2.1 16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 


408672 Bacteria_16S 
denitrificans str 
denitrificans Bacteria; Proteobacteria; 
408672 Bacteria_16S 3997425 3997347 1 
seohaensis strain 
seohaensis Bacter 
Erythrobacter. 
408672 Bacteria_16S 
chungwhensis stra 
chungwhensis Bact 
Salinimonas. 
408672 Bacteria_16S 
aquimaris strain 
Bacteria; Proteob 
408672 Bacteria_16S 
strain LMG 5911 1 
Proteobacteria; B 
408672 Bacteria_16S 
insolitus strain 
insolitus Bacteri 
408672 Bacteria_16S 
strain G3-29 16S 
Proteobacteria; G 
408672 Bacteria_16S 
tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 
408672 Bacteria_16S 
strain SH 106 16S 
Planctomycetes; P 
408672 Bacteria_16S 
suicloacalis stra 
suicloacalis Bacteria; 
408672 Bacteria_16S 

marinus subsp. pa 


3972511 3972433 9 


4006404 4006342 1 


eria; Proteobacteria; 


4036796 4036718 1 


4176665 4176611 9 


4178150 4178096 9 


4187328 4187278 21 


10240 


10191 22 


217383 217306 1 


773408 773323 1 


Firmicutes; 
879909 879832 1 


87 


79 


63 


79 


63 


63 


ai 


ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


71 


78 


ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 


86 


78 


gi 


ain AS-P1l 16S ribosomal RNA, partial s 
Betaproteobacte 


gi 


SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


gi 


in BH030046 16S ribosomal RNA, partial 
Gammaproteobacte 


gi 


SW-110 16S ribosomal RNA, partial sequ 


acteria; Alphaproteobacteria; Sphingomon 


gi 


6S ribosomal RNA, partial sequence 4175338 41767 
etaproteobacteria; Burkholderiales; Al 


gi 


LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 


gi 
41 


gi 


2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


gi 
21 


in PPC79 16S ribosomal RNA, partial se 
Lactobacillales; 


219846244 
equence 
ria; 
219846227 
uence 
a; 


219846221 
sequence 
ria; 


219846199 
ence 40355 
adales; 
219846096 


ca 
219846095 
quence 
Burkholde 
219846085 
86000 41874 
onaceae; 
265679057 
8961 
nadales; 


P 


265678918 
6053 21755 


Burkh 


Sphingomona 


Alter 


ligenace 


Vv 


ref |NR_025834.1 
3971185 397263 
olderiales; Coma 
ref|NR_025817.1 
3996136 399757 
dales; Eryth 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Erythrobacter 
9 Erythrobacter 
robacteraceae; 


ref|NR_025811.1 
4005071 400647 
omonadales; Alte 


Salinimonas 
7 Salinimonas 
romonadaceae; 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 


Erythrobacter 
obacter aquimaris 
ae; Erythrobacter. 
Achromobacter spanius 
spanius Bacteria; 
re, 
Achromobacter 
6 Achromobacter 
riales; Alcaligenaceae; Achromobacter. 
ref|NR_025675.1| Vibrio superstes 
86 Vibrio superstes Bacteria; 
ibrio. 
ref|NR_029365.1 
10291 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 


nctomycetaceae; Blastopirellula. 
gi|265678531|ref|NR_028835.1] Atopostipes 
quence 772034 773579 Atopostipes 
Carnobacteriaceae; Atopostipes. 
gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
1 sequence 878614 880078 


storis strain PCC 9511 16S ribosomal RNA, partia 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcus. 
902899 902846 10 


Prochlorococcaceae; 
408672 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 
408672 Bacteria_16S 
fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 
408672 Bacteria_16S 
magneticus strain 
Bacteria; Proteob 
408672 Bacteria_16S 
strain A37 16S ri 
Bacteroidetes; Sp 
408672 Bacteria_16S 
spinosispora stra 
spinosispora Bact 
Pseudonocardiaceae; 
408672 Bacteria_16S 
singaporensis str 
singaporensis Bac 
Nocardioidaceae; Actinopolymorpha. 
408672 Bacteria_16S 2607094 2607033 1 


teria; Proteobacteria; 
970881 970820 1 
cteria; Proteobacteria; 


1369350 1369289 1 


1719777 1719712 11 
hingobacteria; 


1950933 1950864 11 


Pseudonocardia. 
2344592 2344515 11 


burkinensis strain HDv 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 


408672 Bacteria_16S 2760866 2760789 11 


terrae strain IFO 15668 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Actinokineospora. 


408672 Bacteria_16S 2982868 2982815 23 


pneumoniae strain TW-183 16S ribosomal RNA, partial seq 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydi 


408672 Bacteria_16S 3051235 30511741 


RS-1 16S ribosomal RNA, 
acteria; Deltaproteobacteria; 


63 


62 


62 


76 


bosomal RNA, partial sequence 
Sphingobacteriales; 


80 


88 


62 


87 


76 


62 


gi 


ain ALJD 16S ribosomal RNA, partial se 
Gammaproteobact 


gi 


rain JJ 16S ribosomal RNA, partial seq 
Deltaproteobac 


gi 


complete sequ 
Desulfov 


gi 


1718445 17199 
Sph 


gi 


in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 


gi 


ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


gi 


gi 


gi 


gi 


265678443 
quence 
eria; Chro 
265678397 
uence 
teria; Des 
228718692 
ence 13679 


219878395 


ingobacter 
219878228 
equence 

; Actinomy 
219857498 
sequence 
e; 


219857264 
nce 26057 
ibrionales 
219857146 
ence 27595 
ales; Pseu 


219846935 
uence 
aceae; Chl 


ibrionales; 


Actinomycet 


ref|NR_028745.1 
901557 903021 
matiales; Ectoth 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


ref |NR_028699.1 
969528 971049 


ulfovibrionales; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_027575.1 
77 1369516 Desulf 


Desulfovibrio 
ovibrio magneticus RS-1 
; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_025534.1| Pedobacter cryoconitis 
39 Pedobacter cryoconitis Bacteria; 
iaceae; Pedobacter. 
ref|NR_025367.1| Pseudonocardia 

1949601 1951112 Pseudonocardia 
cetales; Pseudonocardineae; 


ref|NR_025086.1 
2343294 234473 
ales; Propio 


Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
ref|NR_024774.1| Actinokineospora 

56 2761026 Actinokineospora terrae 
donocardineae; Actinosynnemataceae; 


ref|NR_026527.1 
2981577 298305 
amydophila. 


Chlamydophila 
5 Chlamydophila 


219846888 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 


sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 


Des 


ref|NR_026480.1| Desulfovibrio 
3049889 3051367 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 


408672 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


408672 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


408672 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


408672 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


408672 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


408672 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


408672 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


408672 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


408672 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


408672 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


408672 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


408672 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


408672 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


408672 Bacteria_16S 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


408672 Bacteria_16S 


strain E7107 16S 
Proteobacteria; A 


408672 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


408672 Bacteria_16S 


paurometabolica s 


3229518 3229437 8 89 gi 
ridia; Clostridiales; Clostridiales Fa 
3896088 3896035 23 76 gi 
ribosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydia. 
4065397 4065316 8 89 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
88853 88797 20 76 gi 
n A 0404 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
107348 107268 1 81 gi 
Z-7288 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
223520 223460 8 68 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
235552 235492 1 61 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
237188 237128 1 61 gi 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
328274 328206 20 88 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
336088 336016 11 83 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
337655 337583 11 83 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


gi 


339219 339147 11 83 gi 
RA161 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Bifidobacte 
371942 371882 20 80 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


442846 442774 11 83 gi 
strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 


447435 447348 1 89 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
468729 468669 1 61 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
740859 740783 11 87 gi 
train YIM 90007 16S ribosomal RNA, par 


gi 


16S ribosomal RNA, partial sequence 3228194 32296 


3894733 38962 


4064043 40655 


222148 22363 


234235 23583 


326926 32843 


446125 44760 


467397 46889 


219846768 


mily XI. I 
219846298 


219846176 
; Desulfov 
265679004 
quence 

vobacteria 
265678991 
uence 

iales; Hal 
265678914 


onaceae; V 
265678905 


rkholderia 
265678904 
nce 23588 
riales; Bu 
265678842 


ae; Prevot 
265678834 
33475 
riales; Bi 
265678833 
quence 
Bifidobac 


265678832 
nce 33788 
riales; Bi 
265678807 
quence 
eria; Rhod 
265678760 
sequence 

idae; Bifi 


265678757 


Acetobacte 
265678739 


rkholderia 
265678554 
tial seque 


ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; A 
ref|NR_025888.1 


ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref |NR_029312.1 

87607 88985 
les; Flavobacter 
ref |NR_029299.1 

106000 107471 
obacteroidaceae; 
ref |NR_029222.1 
ibrio. 
ref |NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref|NR_029147.1 


ella. 
ref|NR_029139.1 
5 336267 Bifido 
fidobacteriacea 


teriales; 
ref|NR_029137.1 
6 339399 Bifido 
fidobacteriaceae 
ref|NR_029112.1 
370665 372098 
obacterales; Rho 


ref|NR_029065.1 

441527 442954 
dobacteriales; B 
ref |NR_029062.1 
raceae; Roseomon 
ref |NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref|NR_028858.1 
nce 739522 


Anaerococcus octavius 


octavius Bacteria; 


naerococcus. 
Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Capnocytophaga 

Capnocytophaga 
iaceae; Capnocytophaga. 

Acetohalobium 

Acetohalobium 
Acetohalobium. 

Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 

Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Parascardovia 
Parascardovia 
bacteriaceae; 


’ 


Bifidobacterium 
bacterium saeculare 
Bifidobacterium. 
Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


v 


Bifidobacterium 
Bifidobacterium 
ifidobacteriaceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Burkholderia terricola 


terricola Bacteria; 


ia. 
Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 


408672 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


408672 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


408672 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


408672 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


; Pseudonocardiaceae; Saccharomonospor 


941514 941446 11 79 gi 


hingobacteria; Sphingobacteriales; Chi 
979935 979879 20 76 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1143891 1143831 20 80 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1168056 1167992 12 76 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 


gi 


408672 Bacteria_16S 
silvestris strain BL2 16S ribosomal RNA, partial sequence 


1381394 1381319 13 89 gi 


6S ribosomal RNA, partial sequence 940206 94166 


978631 98004 


1166738 11681 


a. 
265678418 


tinophagac 
265678391 


rospiracea 
253680761 
quence 

ria; Rhodo 


228719858 


s; Flavoba 
228717274 


ref |NR_028720.1 


Chitinophag 
NR_028693.1 


eae; 
ref 


ewinella. 

ref |NR_028009.1 
1142608 114408 

bacterales; Rhod 


e; Li 


ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; Psyc 
ref|NR_027561.1 


Chitinophaga pinensis 


3 Chitinophaga pinensis Bacteria; 


a. 
Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 


Methylocella 


1380115 1381523 Methylocella silvestris BL2 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 


408672 Bacteria_16S 1681513 1681449 12 76 gi|219878421|ref|NR_025560.1| Vulcanithermus 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

408672 Bacteria_16S 1906694 1906626 11 79 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
408672 Bacteria_16S 2053211 2053135 11 87 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

408672 Bacteria_16S 2060838 2060758 8 88 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

408672 Bacteria_16S 2063784 2063720 12 76 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

408672 Bacteria_16S 2065308 2065244 12 76 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

408672 Bacteria_16S 2097472 2097408 12 76 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

408672 Bacteria_16S 2142878 2142814 12 76 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
408672 Bacteria_16S 2163994 2163926 8 76 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

408672 Bacteria_16S 2191455 2191384 8 79 gi| 219857605 |ref|NR_025193.1]| Amphibacillus 


fermentum strain 
Bacteria; 
408672 Bacteria_16S 
strain 63287 16S 


408672 Bacteria_16S 


strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 23857 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


408672 Bacteria_16S 


caledonica strain LMG 19076 16S ribosomal RNA, partial 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; 


408672 Bacteria_16S 
aquimarina strain 
Bacteria; Firmicutes; 
408672 Bacteria_16S 

strain AN1 16S ri 


408672 Bacteria_16S 
amylolyticum stra 


408672 Bacteria_16S 
mesophilum strain 
mesophilum Bacteria; 
408672 Bacteria_16S 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 
Clostridia; 


marianensis Bacte 
Thermaerobacter. 

408672 Bacteria_16S 
strain 1145589 16 
Bacteroidetes; 
408672 Bacteria_16S 
strain lacT 16S r 
Proteobacteria; 
408672 Bacteria_16S 


ria; 


strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremoc 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

408672 Bacteria_16S 3066399 3066331 11 79 gi|219846878|ref|NR_026470.1 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 306652 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexi 
Hymenobacter. 

408672 Bacteria_16S 3145937 3145869 20 88 gi| 219846825 |ref|NR_026417.1 


strain 10371 16S ribosomal RNA, partial sequence 
Bacteroidia; 


Bacteroidetes; 


Z-7984 16S ribosomal RNA, partial sequence 21901 
Firmicutes; Bacillales; Bacillaceae; Amphibac 


2300734 2300667 21 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 


2385583 2385523 1 


2387107 2387047 1 


2399217 2399149 8 


SW28 16S ribosomal RNA, partial 
Planococcaceae; 


Bacillales; 
2568615 2568543 8 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrh 


2812102 2812038 12 


in MBIC4355 16S ribosomal RNA, partial 
amylolyticum Bacteria; 


Bacteroidetes; 
2813596 2813532 12 


MBIC1140 16S ribosomal RNA, partial s 


Bacteroidetes; 
2905498 2905410 1 


Firmicutes; 


3016391 3016335 20 


S ribosomal RNA, partial sequence 
Bacteroidia; 


Bacteroidales; 
3043669 3043601 8 


ibosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales; 


3049786 3049718 11 


Bacteroidales; 


izobiace 
76 gi| 219857109 
sequence 
Flavobacteria; Flavobacteri 
76 gi| 219857108 
equence 
Flavobacteria; Flavobacterial 
88 gi| 219856853 


illus. 

gi| 219857530 
2299447 23008 
izobiace 
219857470 


89 


61 gi 
rkholderia 
219857469 
sequence 

Burkhold 
219857461 
e 23978 


61 gi 


76 gi 

sequenc 

Sporosarcina. 
gi| 219857289 


2567339 25687 


80 


Clostridiales; Clos 


76 gi| 219846913 
3015068 30165 
Porphyromonadaceae; Dy 

76 gi|219846894 
3042319 30437 


79 gi|219846889 


tridiales Famil 


Desulfovibri 


ref|NR_025118.1 
ae; Bosea. 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref |NR_025049.1 
69 2399376 Sporos 
ref |NR_024920.1 
ae; Nitrobacter. 
ref|NR_024737.1 

2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 

2812273 281371 
es; Flavobacteri 
ref|NR_024672.1 

2904128 290561 
y 


ref|NR_026505.1 
31 Dysgonomonas 
sgonomonas. 

ref|NR_026486.1 
95 Desulfovibrio 
onaceae; Des 


ref|NR_026481.1 


Prevotellaceae; 


08 2191561 Amphib 


acillus fermentum 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Sporosarcina 

arcina aquimarina 


Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Thermaerobacter 

5 Thermaerobacter 

XVII. Incertae Sedis; 


Dysgonomonas gadei 


gadei Bacteria; 


Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 

Eremococcus coleocola 
occus coleocola 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Prevotella pallens 


3144616 3146069 Prevotella pallens Bacteria; 
Prevotella. 


408672 Bacteria_16S 
proteoclasticus s 
proteoclasticus Bacteria; 
408672 Bacteria_16S 
gingivalis strain 
gingivalis Bacteria; 
408672 Bacteria_16S 
filamentus strain 


Bacteria; 
acrylicus strain 


Bacteria; 


Bacteria; 


Helicobacter. 


408672 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 


408672 Bacteria_16S 
stercoraria strai 
stercoraria Bacte 
408672 Bacteria_16S 


strain OCh 254 16 


strain KMM 6020 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


408672 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


408672 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


408672 Bacteria_16S 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 
Bacteroidales; 


Bacteroidetes; Ba 


408672 Bacteria_16S 


Bacteroidetes; 
408672 Bacteria_16S 


Proteob 
408672 Bacteria_16S 
franzmannii strai 
Bacteroidetes; 
408672 Bacteria_16S 
acinonychis strai 
acinonychis Bacte 


Clostridia; 


3366355 3366268 1 


Firmicutes; 
3607357 3607293 12 


Bacteroidetes; 
3681693 3681629 12 


Flavobacteria; 
3766882 3766814 8 


3793925 3793861 12 


Flavobacteria; 
3821336 3821272 12 


3880549 3880469 1 
S ribosomal RNA, 
Clostridiales; 
3888396 3888336 1 


3900629 3900569 20 


3911340 3911280 20 


3988520 3988456 12 


avobacteria; 
3991489 3991425 12 


avobacteriales; 
4232719 4232659 20 


4241759 4241687 8 


218952 218885 11 


325220 325153 20 


cteroidia; 
408777 408718 24 


88 
train DSM 12679 16S ribosomal RNA, partial sequence 
Clostridia; 
76 

ATCC 33624 16S ribosomal RNA, partial sequence 
Flavobacteria; 
76 

215 16S ribosomal RNA, partial sequence 
Flavobacteriales; 
76 
W218 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovibrionales; 


76 


n 301 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


76 


81 


61 


n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteria; 


80 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
408672 Bacteria_16S 
canigenitalium st 
canigenitalium Ba 
408672 Bacteria_16S 


80 


rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


76 


76 


80 


ns strain MB2 16S ribosomal RNA, partial 
ns Bacteria; Proteobacteria; Alphaproteobacteria; 


80 


GR16 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
408672 Bacteria_16S 
n Mu 290 16S ribosomal RNA, 
ria; Planctomycetes; Planctomycetacia; 


78 
co. 


87 


Prev 
83 


gi|219846673 


Clostridiales; 


gi|219846502 


gi|219846450 


gi|219846387 


gi| 219846368 


gi| 219846349 


n Eaton 90-119-3 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Epsilonproteobacteria; 


gi| 219846309 


complete sequence 3879197 38807 
Clostridiaceae; 


gi| 219846304 


gi|219846295 


219846287 
sequence 


gi 


gi| 219846233 


6S ribosomal RNA, partial sequence 3987206 39886 
Flavobacteriales; 


gi|219846231 


somal RNA, partial sequence 3990163 3991609 Pibocella 
Flavobacteriaceae; 


Pibocella. 
gi|219846047 


gi| 219846041 


gi| 265678917 
mplete sequence 


265678844 
32386 


gi 


otellaceae; 
gi| 265678783 


ammonificans strain HB-1 16S ribosomal RNA, partial sequence 


ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 
408672 Bacteria_16S 
strain 173-96 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
408672 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


408672 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


408672 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; G 


408672 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


560599 560520 1 


604287 604228 24 


16S ribosomal RNA, partial sequence 
Desulfurobacteriaceae; 


cales; 
730142 730075 20 


80 


83 


87 


bosomal RNA, partial sequence 


cteroidia; 
791897 791842 8 
6S ribosomal RNA, 


Bacteroidales; 


Prev 
63 


gi| 265678679 
559287 56077 


265678649 
60290 


gi 


Thermovibrio. 
gi| 265678562 
728785 73027 
otellaceae; 
gi| 265678518 


complete sequence 790537 79204 


ammaproteobacteria; Alteromonadales; Psychromona 


1047405 1047334 8 


79 


gi|265678347 


ain BLx 16S ribosomal RNA, partial sequence 


teria; Firmicutes; 


408672 Bacteria_16S 
strain JT7304 16S ribosomal RNA, partial sequence 


1152978 1152923 8 


Bacillales; 


63 


Bacillaceae; Cera 
gi| 253680755 


Flavobacteriales; 


Campylobacterales; 


partial sequence 
Neisseriales; 


3899350 39007 


sequence 4231451 423288 
4240469 4241874 Methyl 
les; Methylobacteriaceae; 


Planctomycetales; 


Prevotella. 


ref |NR_026265.1 
Clostridiaceae; 
ref |NR_026094.1 


ref|NR_026041.1 


ref|NR_025978.1 


ref|NR_025959.1 


ref |NR_025940.1 


ref|NR_025899.1 


ref |NR_025894.1 


388702 


ref|NR_025885.1 


ref|NR_025877.1 

3910020 391149 
Ureaplasma. 
ref|NR_025823.1 


Aquimarina. 
ref|NR_025821.1 


ref |NR_025637.1 


ref |NR_025631.1 


ref|NR_029225.1 
217606 219133 
Plancto 


ref|NR_029149.1 
9 325347 Prevot 


ref|NR_029088.1 

407444 408915 
Thermovibri 
ref |NR_028984.1 
Roseomon 
ref |NR_028954.1 
5 604369 Thermo 


ref|NR_028866.1 


ref|NR_028821.1 
3 Psychromonas 
daceae; Psychrom 
ref|NR_028649.1 

1046039 104752 
sibacillus. 


Neisseriaceae; 


Rhodobacterales; 


Caloramator 


3365034 3366453 Caloramator 


Caloramator. 
Capnocytophaga 


3606022 3607474 Capnocytophaga 
Flavobacteriaceae; 


Capnocytophaga. 
Polaribacter 


3680374 3681813 Polaribacter filamentus 


Flavobacteriaceae; Polaribacter. 


Desulfovibrio 


3765567 3766920 Desulfovibrio acrylicus 
Desulfovibrionaceae; 


Desulfovibrio. 
Polaribacter 


3792606 3794045 Polaribacter franzmannii 


Flavobacteriaceae; Polaribacter. 


Helicobacter 


3820008 3821492 Helicobacter 
Helicobacteraceae; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 
Caloramator. 


Vitreoscilla 

4 3888512 Vitreoscilla 
Vitreoscilla. 
Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
Roseibium. 


Ureaplasma 
9 Ureaplasma 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 
Flavobacteriaceae; 


Bacteroidetes; 


Leisingera 
1 Leisingera 
Rhodobacteraceae; 


Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Planctomyces 
Planctomyces 
mycetaceae; 


Prevotella disiens 
ella disiens Bacteria; 


Thermovibrio 
Thermovibrio 

oO. 

Roseomonas rosea 


1 Roseomonas rosea Bacteria; 
Acetobacteraceae; 


as. 
Thermovibrio ruber 
vibrio ruber Bacteria; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 
Prevotella. 


Psychromonas arctica 


arctica Bacteria; 


onas. 
Cerasibacillus 
2 Cerasibacillus 


ref|NR_028003.1 


Psychromonas kaikoae 


1151622 1153067 Psychromonas kaikoae Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 


Pibocella ponti strain 
ponti Bacteria; 


408672 Bacteria_16S 1260179 1260124 21 76 gi|219846811 

radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 12588 

19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; D 

408672 Bacteria_16S 1266196 1266129 20 87 gi| 219846539 

16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 1367731 1367676 23 78 gi| 228718799 


strain E58 16S ri 


bosomal RNA, complete sequence 13 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


408672 Bacteria_ 


strain KMM 426 16 
Fl 


Bacteroidetes; 
408672 Bacteria_ 


strain 2825 16S r 
G 


Proteobacteria; 
408672 Bacteria_ 


thermolithotrophu: 
thermolithotrophu: 


408672 Bacteria_ 
strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 


408672 Bacteria_ 


cinnamivorans str 
cinnamivorans Bac 


408672 Bacteria_ 


strain 2074-AUS-E 
G 


Proteobacteria; 
408672 Bacteria_ 


strain Pd55 16S r 
E 


Proteobacteria; 


herbarius strain 
Bacteria; 


strain VPI-C6-61 
Firmicutes; 


strain IFO 15467 
Proteobacteria; 


strain SG3902 16S 
Firmicutes; 


strain HN3-7 16S 


Deinococcus-Thermus; 
408672 Bacteria_16S 
cylindrosporum st 
cylindrosporum Ba 
408672 Bacteria_16S 
amylolytica strai 
amylolytica Bacte 


Succinimonas. 


408672 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


408672 Bacteria_16S 
SM 4136 16S ribosomal RNA, partial seq 
Verrucomicrobia; Verrucomicrobiae; V 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


408672 Bacteria_16S 
n ATCC 17056 16S ribosomal RNA, partia 
Gammaproteobacter 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


408672 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


408672 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


408672 Bacteria_16S 


strain Milford 74 


Firmicu 
408672 Bacteria_16S 


Clost 
408672 Bacteria_16S 


G 
408672 Bacteria_16S 


Clost 
408672 Bacteria_16S 


16S 2088380 2088321 24 83 gi 


16S 2152009 2151930 1 80 
ribosomal RNA, partial sequence 


gi 
21 


ibosomal RNA, partial sequence 


2788155 2788081 1 75 gi 
tes; Bacillales; Alicyclobacillaceae; 
2792600 2792533 9 76 gi 


ridia; Clostridiales; Lachnospiraceae; 
2931325 2931274 20 71 gi 


ammaproteobacteria; Oceanospirillales; 
3017916 3017845 8 79 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
3020798 3020735 12 75 

ribosomal RNA, partial sequence 
Deinococci; Thermales; 

3034493 3034418 1 


gi 


Thermaceae; 

76 gi 
cteria; Firmicutes; Clostridia; 
3058919 3058868 20 71 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; 
3117471 3117416 8 


63 gi 


3364809 3364754 23 78 gi 


v 


3386070 3386003 21 88 gi 


ria; Proteobacteria; 
3411825 34117501 76 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 
3549363 3549304 20 79 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
3558660 3558610 21 71 gi 
16S ribosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; P 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 


2675717 26771 
psilonproteobacteria; Nautiliales; Nau 
408672 Bacteria_16S 
CP-1 16S ribosomal RNA, partial sequen 


16S ribosomal RNA, partial sequence 2791299 27926 
16S ribosomal RNA, partial sequence 2930007 29314 
3016582 30179 
Halobacteroida 


3019481 30209 


rain HC-1 16S ribosomal RNA, partial s 
Clostr 


66379 13679 


16S 1544980 1544905 12 87 gi| 219857262 
S ribosomal RNA, partial sequence 1543657 15451 
avobacteria; Flavobacteriales; Flavobacteriaceae; 
16S 1757929 1757874 8 63 gi| 219878367 
ibosomal RNA, partial sequence 1756574 17580 


sychromona 
219878131 
1 sequence 
sulfurobac 
219857634 
50729 21521 


Oceanobac 
219846912 


ceae; Oren 
219846910 


Thermus. 
219846900 
equence 


idiales; C 


ter. 


ia. 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 
Clostridium grantii Al 
Firmicutes; 


ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 


ref|NR_026131.1 


, 


ref|NR_027576.1 
26 Chlamydophila 


Chlamydophila pecorum 
pecorum E58 Bacteria; 
ref|NR_024893.1| Arenibacter latericius 
00 Arenibacter latericius Bacteria; 

; Arenibacter. 
ref|NR_025506.1| Psychromonas profunda 
69 Psychromonas profunda Bacteria; 
daceae; Psychromonas. 
ref|NR_025270.1| Desulfurobacterium 
2087053 2088498 Desulfurobacterium 
teriaceae; Desulfurobacterium. 
ref|NR_025223.1| Porphyrobacter cryptus 
42 Porphyrobacter cryptus Bacteria; 


Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 
16S 2431206 2431127 1 80 gi|219857437|ref|NR_025025.1| Papillibacter 
ain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
teria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 
16S 2502261 2502198 9 vei gi|219857381|ref|NR_024969.1| Legionella waltersii 
16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
16S 2677023 2676960 12 75 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


tiliaceae; Lebetimonas. 
219857125|ref|NR_024753.1| Alicyclobacillus 

ce 2786786 2788314 Alicyclobacillus herbarius 
Alicyclobacillus. 

219857122|ref|NR_024750.1| Coprococcus catus 

13 Coprococcus catus Bacteria; 

Coprococcus. 

219856836|ref|NR_024655.1| Oceanobacter kriegii 


58 Oceanobacter kriegii Bacteria; 


ref|NR_026504.1| Orenia salinaria 
18 Orenia salinaria Bacteria; 


ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 


ref |NR_026492.1 
3033166 303464 
lostridiaceae; C 


Clostridium 
4 Clostridium 
lostridium. 


Gammaproteobacter 


star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


se 
ia 


ue 
a; 


ue 
er 


1 


ne 


1 
te 


ia? 


219846883 


quence 


v 


219846844 


nce 


219846674 


nce 


219846659 
sequence 
Oceano 


v 


219846637 


3410 


Aeromo 


Alteromonad 


rucomicr 


llaceae; 
219846544 
sequence 
roidales 
219846537 


ref |NR_026475.1 
3057592 305905 
nadales; Succini 


NR_026436.1 
116131 311762 
ales; Psychr 


ref 
3 


NR_026266.1 
3363492 336498 
obiales; Verruco 


ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref|NR_026136.1 

3548038 354952 
; Porphyromonada 


4 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


ter pneumosintes 
Porphyromonas 


1 Porphyromonas 
ceae; Porphyromonas. 


ref|NR_026129.1 


Vibrio tubiashii 


3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


Dialister pneumosintes 


408672 Bacteria_16S 


strain B422 16S r 
Bacteroidetes; Ba 


408672 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


408672 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


408672 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


408672 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


408672 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


408672 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


408672 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


408672 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


408672 Bacteria_16S 


strain Kl1l1 16S ri 
Proteobacteria; B 


408672 Bacteria_16S 


valerianellae str 
valerianellae Bac 


408672 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


408672 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


408672 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


408672 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


408672 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


408672 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


408672 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


408672 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


408672 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


408672 Bacteria_16S 


strain DSM 12145 
Bacteroidetes; Sp 


3573671 3573604 20 87 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
4072883 4072804 9 88 gi 
rain BOR-Y 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 


gi 
ae 


se 
id 
4094220 4094145 12 


87 gi 


avobacteria; Flavobacteriales; Flavobact 


219846527 
3572354 35738 


219846171 


219846157 
6S ribosomal RNA, partial sequence 4092900 40943 


ref 


; Prevot 


ref 
quence 
iales; 


Clost 


ref 


eriaceae; Ar 


4184303 4184232 9 80 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
57404 57350 9 63 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
151415 151330 1 87 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
370496 370430 21 87 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


qu 
al 


nc 
al 


eal 


qu 
er 


411895 411825 9 79 gi 
GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
499524 499470 9 63 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
501076 501022 9 63 gi 


ue 
ba 


en 
ri 


etaproteobacteria; Burkholderiales; Co: 
534577 534527 13 63 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
577204 577154 13 63 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
598192 598138 9 63 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
733223 733169 9 63 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; 
851222 851136 1 87 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
892087 892029 21 79 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
939987 939901 1 87 gi 
ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
949315 949265 13 63 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1038130 1038080 13 63 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1198462 1198412 13 63 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1481482 1481432 13 63 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


al 
ri 


ma 


Thioc 
gi 


ap 


e; 


ce 


e; 


e 
rk 


ba 


1718254 1718176 11 89 gi 


hingobacteria; Sphingobacteriales; Sphin 


408672 Bacteria_16S 


1725907 1725853 9 63 gi 


219846088 


265679026 


265678962 
150066 15156 


265678808 


265678780 


265678719 


265678718 
6S ribosomal RNA, partial sequence 499730 50125 
mamonadace 
265678696 
533233 53475 
mamonadace 
265678668 


265678654 
596871 59824 


265678560 
731878 733268 Thioc 


265678479 
849874 85135 


265678450 
890778 89219 


265678419 
938639 94015 


265678413 
947973 94948 
mamonadace 
265678353 
1036784 10382 
mamonadace 
228715504 


219878371 
quence 


219878396 
16S ribosomal RNA, partial sequence 1716916 17183 


219878391 


ref 


rs 


ence 
es; ostr 


ref 


Pept 


56079 
Chro: 


e 
es; mati 
ref 
ostridium. 
ref 
ence 
ia; Oceanosp 
ref 

4 
e; L 
ref 


nce 
cillacea 


ce 49817 
ales; Comamo 


ref 


ae; 
ref 


ae; 
ref 
sequenc 
a; Burkholde 


ref 


Thi 
ref 
apsa 


tiaceae; 
sa. 
ref 


Heliore 
ref 
ia. 

ref 


ae; Oren 


Heliore 
ref 


ae; 
ref 


ae; 
ref 
11971 
holderiales; 
ref 


cteria; Burk 


ref 


gobacteriace 


4071551 40730 


183005 41844 


57529 


369170 370614 


10506 41207 


8 499679 Hydro 


e 575863 57735 


31 1198567 Ramli 


1480151 14816 


NR_026119.1 


NR_025761.1 
4 
ridiales Fa 


NR_025747.1 


enibacter. 
NR_025678.1 
0 
eptococcacea 
NR_029334.1 


aceae; Thioc 
NR_029270.1 


NR_029113.1 


irillales; H 
NR_029085.1 
3 
actobacillu 
NR_029024.1 
g 
nadaceae; Hy 
NR_029023.1 


n 


Hydrogenopha 
NR_029001.1 


Ottowia. 
NR_028973.1 
4 
riales; Coma 
NR_028959.1 


obaca. 
NR_028864.1 
rosea Bacte 


NR_028782.1 


NR_028752.1 


NR_028721.1 


NR_028715.1 


Acidovorax. 
NR_028655.1 


Curvibacter. 
NR_027534.1 
b 

Comamonadac 
NR_025510.1 
5 


holderiales; 


NR_025535.1 


ae; Pedobact 


ref 


mily XI. 


Thiocy 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 
ella. 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Thiocystis gelatinosa 
stis gelatinosa 
ystis. 
Clostridium litorale 


6 Clostridium litorale Bacteria; 


Halomonas 
Halomonas 
alomonadaceae; 


Lactobacillus 
Lactobacillus 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Thiobaca trueperi 


0 Thiobaca trueperi Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 
stis. 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 
stis. 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Alicycliphilus 

2 Alicycliphilus 
Comamonadaceae; 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 


NR_025530.1 


Comamonas kerstersii 


strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


408672 Bacteria_16S 


1966091 1966041 13 63 


gi 


219878218 


ref|NR_025357.1 


Alcaligenes faecalis 


subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

408672 Bacteria_16S 1982809 1982747 1 63 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

408672 Bacteria_16S 2030099 2030045 9 63 gi|219878176|ref|NR_025315.1| Chromatium okenii 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 2030144 Chromatium okenii Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

408672 Bacteria_16S 2179254 2179204 13 63 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
408672 Bacteria_16S 2238356 2238278 9 87 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

408672 Bacteria_16S 2305299 2305233 21 87 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

408672 Bacteria_16S 2397693 2397623 11 81 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

408672 Bacteria_16S 2406848 2406766 1 83 gi|219857456|ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

408672 Bacteria_16S 2545617 2545567 13 63 gi|219857347|ref|NR_024935.1| Acidovorax facilis 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

408672 Bacteria_16S 2750276 2750226 13 63 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

408672 Bacteria_16S 2793973 2793895 9 87 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 2862508 2862458 13 63 gi| 219856883 |ref|NR_024702.1| Curvibacter 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
408672 Bacteria_16S 3042141 3042063 1 79 gi|219846895|ref|NR_026487.1| Facklamia languida 
strain 1144-97 16S ribosomal RNA, partial sequence 3040796 3042268 Facklamia languida Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

408672 Bacteria_16S 3079801 3079747 22 76 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

408672 Bacteria_16S 3081377 3081323 22 76 gi|219846868|ref|NR_026460.1| Desulfurella 
propionica strain U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

408672 Bacteria_16S 3082953 3082899 22 76 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 

408672 Bacteria_16S 3102379 3102301 9 87 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

408672 Bacteria_16S 3180935 3180857 1 79 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

408672 Bacteria_16S 3320471 3320405 21 87 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

408672 Bacteria_16S 3353913 3353855 21 79 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
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3588874 3588820 22 76 gi|219846517|ref|NR_026109.1| Desulfurella 
n A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
acteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

3658751 3658685 21 87 gi|219846466|ref|NR_026058.1| Shewanella 
in ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

3795420 3795370 13 63 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
ibosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

3951634 3951568 21 87 gi|219846258|ref|NR_025848.1| Shewanella violacea 
ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

4173601 4173523 1 79 gi|219846098|ref|NR_025688.1| Garciella 
train Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
acteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 
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408672 Bacteria_16S 1617605 1617545 20 80 gi| 219878465 |ref|NR_025604.1]| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

408672 Bacteria_16S 1619128 1619068 20 80 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

408672 Bacteria_16S 1622174 1622114 20 80 gi|219878462|ref|NR_025601.1] Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

408672 Bacteria_16S 1625205 1625145 20 80 gi|219878460|ref|NR_025599.1| Belliella baltica 
strain BA134 16S ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

408672 Bacteria_16S 1670976 1670920 20 76 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 1786440 1786384 20 76 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

408672 Bacteria_16S 1964578 1964526 9 61 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

408672 Bacteria_16S 2013709 2013637 8 80 gi| 219878187 |ref|NR_025326.1| Hyphomonas 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
408672 Bacteria_16S 2153433 2153373 20 80 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

408672 Bacteria_16S 2394740 2394684 20 76 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 
strain Loup-1 16S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

408672 Bacteria_16S 2542606 2542534 8 80 gi| 219857349 |ref|NR_024937.1| Hyphomonas adhaerens 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 2542665 Hyphomonas adhaerens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

408672 Bacteria_16S 3019274 3019210 12 76 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

408672 Bacteria_16S 3108349 3108289 20 80 gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum 
strain N2 16S ribosomal RNA, complete sequence 3107102 3108515 Rhodovulum robiginosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

408672 Bacteria_16S 3109814 3109754 20 80 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 
strain N1 16S ribosomal RNA, complete sequence 3108566 3109980 Rhodovulum iodosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

408672 Bacteria_16S 3410253 3410197 20 76 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
strain ATCC 51270 16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

408672 Bacteria_16S 3789385 3789313 8 80 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
AS145 16S ribosomal RNA, partial sequence 3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 

408672 Bacteria_16S 3908284 3908224 20 80 gi|219846289|ref|NR_025879.1| Ureaplasma felinum 
strain FT2-B 16S ribosomal RNA, partial sequence 3906969 3908441 Ureaplasma felinum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

408672 Bacteria_16S 3941345 3941273 8 80 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

408672 Bacteria_16S 3954649 3954589 20 80 gi|219846256|ref|NR_025846.1| Rhodovulum 
sulfidophilum strain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

408672 Bacteria_16S 3956086 3956026 20 80 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
strain MB-G2 16S ribosomal RNA, partial sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

408672 Bacteria_16S 4007842 4007782 20 80 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

408672 Bacteria_16S 4097144 4097084 20 80 gi| 219846155 |ref|NR_025745.1| Algoriphagus 


ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 


4095844 409726 


8 Algoriphagus 


ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 


408672 Bacteria_16S 4098630 4098570 20 80 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
408672 Bacteria_16S 4226756 4226688 12 80 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

408672 Bacteria_16S 4228228 4228160 12 80 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

408672 Bacteria_16S 4229700 4229632 12 80 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
strain SW49 16S ribosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

408672 Bacteria_16S 58893 58850 20 63 gi|265679025|ref|NR_029333.1| Thiocystis violacea 


strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
408672 Bacteria_16S 84419 84340 1 80 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 


408672 Bacteria_16S 87446 87367 1 80 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

408672 Bacteria_16S 198711 198640 9 80 gi| 265678931 |ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 209673 209614 20 79 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 212791 212720 9 80 gi|265678921|ref|NR_029229.1| Clostridium baratii 


strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
408672 Bacteria_16S 262950 262883 13 80 gi| 265678885 |ref|NR_029191.1]| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 

Rubrobacteraceae; Rubrobacter. 


408672 Bacteria_16S 314624 314565 20 79 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 385683 385640 20 63 gi| 265678798 |ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

408672 Bacteria_16S 445887 445844 20 63 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 


rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
408672 Bacteria_16S 458239 458196 20 63 gi|265678746|ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

408672 Bacteria_16S 459691 459648 20 63 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
408672 Bacteria_16S 471788 471745 20 63 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

408672 Bacteria_16S 546802 546747 8 63 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

408672 Bacteria_16S 555981 555938 20 63 gi|265678682|ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

408672 Bacteria_16S 557523 557480 20 63 gi|265678681|ref|NR_028986.1| Pseudomonas poae 
strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

408672 Bacteria_16S 559067 559024 20 63 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

408672 Bacteria_16S 640868 640825 20 63 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

408672 Bacteria_16S 672637 672594 20 63 gi|265678601|ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 


frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


408672 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


408672 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


408672 Bacteria_16S 


histaminiformans 
histaminiformans 


408672 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


408672 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


408672 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


408672 Bacteria_16S 


ruestringensis st 
ruestringensis Ba 


408672 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


408672 Bacteria_16S 


strain WSU 86/104 
Chlamydiae; Chlam 


408672 Bacteria_16S 


strain IC166 16S 
Bacteroidetes; Fl 


408672 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


408672 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


408672 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


408672 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


408672 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


408672 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


408672 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


408672 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 
408672 
subsp. 
subsp. 
408672 
strain CCUG 47334 
Bacteria; Firmicu 


smithia st 
smithia Ba 


408672 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


Bacteria_16S 


Bacteria_16S 


684596 684537 20 79 
ibosomal RNA, partial sequence 


gi 


ammaproteobacteria; Enterobacteriales; E 
736189 736114 1 76 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
764165 764122 20 63 gi 


ribosomal RNA, partial sequence 


785757 785714 20 63 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1 


822382 822339 20 63 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
865041 864970 12 83 gi 
rain Bl 16S ribosomal RNA, partial seq 
cteria; Bacteroidetes; Flavobacteria; 
961666 961623 20 63 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
973981 973930 23 74 gi 
4 16S ribosomal RNA, complete sequence 
ydiales; Waddliaceae; Waddlia. 

1028958 1028887 12 83 

ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1145449 1145406 20 63 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


gi 


Fl 


se 


gi 
ct 


qu 
te 


1293237 1293194 20 63 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


ti 
ot 


1332959 1332892 12 79 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1357311 1357244 9 76 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1408323 1408244 1 80 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


eq 
S; 


qu 
os 


ar 
ac 
1415873 1415830 20 63 gi 
ammaproteobacteria; Pseudomonadales; P 
1455772 1455717 8 63 gi 
n MBIC1298 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
1496559 1496504 8 63 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1571826 1571783 20 63 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1614603 1614532 8 79 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
1641850 1641807 20 63 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


se 


se 


ia 


da 


al 


te 


id 


eq 
ri 


408672 Bacteria_16S 


strain CMS 35 16S 


265678593 
683287 68472 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
717796 717741 8 63 gi|265678570|ref|NR_028875.1 
bosomal RNA, partial sequence 716437 717968 Enterobacter 


265678558 
sequence 
tridiales; 
265678537 
762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 
265678522 
ria; 
265678498 
821061 82256 
seudomonad 
265678469 
uence 


265678404 
265678395 
265678359 


1027642 10290 


253680760 


228716433 


228721494 


228720131 


219846657 


224581448 


6S ribosomal RNA, partial sequence 1414552 14160 


224581417 


219846691 


219878156 


219878467 


219878449 


ref |NR_028898.1 


nterobacteriaceae; Ente 
ref |NR_028862.1 

734793 736329 
Veillonellacea 
ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028826.1 

784432 785869 
omonadales; Pse 


sequence 
Pseud 
ref|NR_028801.1 
aceae; Pseudomo 
ref|NR_028772.1 

863710 865135 
riales; Flavobac 
ref|NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref|NR_028697.1 
7 974173 Waddli 


avobacte 


96032 
udomonad 


97261 


ref|NR_028661.1 
54 Cellulophaga 
; Cellulophaga. 
ref|NR_028008.1 
144133 114556 
udomonadales; Ps 


eriaceae 


bR 


ence 
ria; Pse 
NR_027551.1 

129190 
; Alteromonad 


al seque 
eobacteri 


NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref |NR_026249.1 
uence 140703 


phingomonadales; 


uence 
Thermot 


ence 
tridiale 


tial seq 
teria; S 


ref |NR_027230.1 


udomonadaceae; Pseudomon 
ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 


quence 
; Aeromo 


14952 
les; Aer 


sequenc 
ria; Aer 


16132 
iales Fa 


uence 
a; Pseud 


1644973 1644930 20 63 
ribosomal RNA, partial sequence 


gi 


219878447 
1643643 1645153 Pseudomonas antarctica Bacteria; 


ref|NR_025586.1 


e 


u 


a 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 
xr 


obacter. 

Allisonella 
Allisonella 
Allisonella. 
Marinobacter litoralis 


v 


litoralis Bacteria; 


ter. 

Pseudomonas 
Pseudomonas 
domonadaceae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
n 


as. 

Muricauda 

Muricauda 
teriaceae; Muricauda. 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 
Waddlia chondrophila 
a chondrophila Bacteria; 


Cellulophaga algicola 


algicola Bacteria; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Thermosipho 

7 Thermosipho 

ipho. 

Clostridium 

9 Clostridium 

e; Clostridium. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 

Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 
Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Pseudomonas 

1 Pseudomonas 
domonadaceae; 


Pseudomonas antarctica 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


408672 Bacteria_16S 
strain CFBP 2341 
Proteobacteria; G 
408672 Bacteria_16S 
strain TO1 16S ri 
Proteobacteria; G 
408672 Bacteria_16S 


15052 16S ribosomal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


Gammaproteobacter 
408672 Bacteria_16S 
strain LMG 20546 
Proteobacteria; G 
408672 Bacteria_16S 
livingstonensis s 
livingstonensis B 
Shewanella. 
408672 Bacteria_16S 
strain CK58 16S r 


1695292 1695249 20 


1696836 1696793 20 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


1795517 1795462 8 


1797001 1796946 8 


1847558 1847503 8 


train NF22 16S ribosomal RNA, partial 
acteria; 


Proteobacteria; 


1973407 1973348 20 


ibosomal RNA, partial sequence 


63 gi 


63 gi 


219878411 
16S ribosomal RNA, partial sequence 1693968 16954 
ammaproteobacteria; Pseudomonadales; Pse 
219878410 


1695512 16970 


ref|NR_025550.1 


udomonadacea 


ref 


e; Pseudomo 
NR_025549.1 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
n 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


seudomonadaceae; Pseudomonas. 
63 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 


16S ribosomal RNA, partial sequence 1795652 17971 
ammaproteobacteria; Vibrionales; Vibri 


63 gi| 219878338 |ref|NR_025477.1 
onaceae; Vibrio. 

63 gi|219878304|ref|NR_025443.1 

sequence 1846218 184771 

Gammaproteobacteria; Alteromonadales; S$ 

79 gi| 219878213 |ref|NR_025352.1 


1972100 19735 


, 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 1999896 1999841 8 63 gi|219878196|ref|NR_025335.1| Pragia fontium strain 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 

408672 Bacteria_16S 2144386 2144343 20 63 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 


strain Ps 9-14 16 


S ribosomal RNA, partial sequence 


2143068 21445 


22 Pseudomonas koreensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

408672 Bacteria_16S 2145891 2145848 20 63 gi|219857638|ref|NR_025227.1| Pseudomonas 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

408672 Bacteria_16S 2220120 2220077 20 63 gi| 219857586 |ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

408672 Bacteria_16S 2235278 2235235 20 63 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

408672 Bacteria_16S 2299304 2299249 8 63 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 


strain L2-TR 16S 
Proteobacteria; G 
408672 Bacteria_16S 
lutaoensis strain 
Bacteria; Proteob 
408672 Bacteria_16S 
strain CFML 97-39 
Proteobacteria; G 
408672 Bacteria_16S 
strain CFML 97-51 
Bacteria; Proteob 
408672 Bacteria_16S 
galactanivorans s 
galactanivorans B 
408672 Bacteria_16S 
strain GB6 16S ri 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


2303751 2303708 20 


T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


2322078 2322035 20 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


2323630 2323587 20 


4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


2393228 2393157 12 


train Dsij 16S ribosomal RNA, partial 
acteria; 


Bacteroidetes; 
2428312 2428257 8 


bosomal RNA, partial sequence 


2297982 22993 


96 Idiomarina loihiensis Bacteria; 


Idiomarinaceae; Idiomarina. 
63 gi|219857528|ref|NR_025116.1| Marinobacter 
ence 2302404 2303932 Marinobacter lutaoensis 
nadales; Alteromonadaceae; Marinobacter. 
63 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 
2320764 2322265 Pseudomonas brenneri Bacteria; 
seudomonadaceae; Pseudomonas. 
63 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
2322316 2323816 Pseudomonas grimontii 
nadales; Pseudomonadaceae; Pseudomonas. 
83 gi|219857465|ref|NR_025053.1| Zobellia 
sequence 2391886 2393368 Zobellia 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
63 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 


2427049 24283 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

408672 Bacteria_16S 2522003 2521960 20 63 gi|219857363|ref|NR_024951.1 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 2520665 252209 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

408672 Bacteria_16S 2523483 2523440 20 63 gi|219857362|ref|NR_024950.1 
brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 2522145 252361 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

408672 Bacteria_16S 2531061 2530990 9 80 gi|219857357|ref|NR_024945.1 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 25312 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 2556309 2556266 20 63 gi|219857340|ref|NR_024928.1 
strain CIP 105469 16S ribosomal RNA, partial sequence 2554974 2556489 Pseudo: 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
408672 Bacteria_16S 2557875 2557832 20 63 gi| 219857339 |ref|NR_024927.1 


strain CIP 105470 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


2556540 2558055 Pseudo: 


44 Oceanimonas baumannii Bacteria; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 


eudomonadaceae; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 


408672 Bacteria_16S 
strain CIP 105274 
Proteobacteria; 
408672 Bacteria_16S 
strain CFML 96-19 
Proteobacteria; 
408672 Bacteria_16S 
strain CIP 104664 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Bacteria; 


408672 Bacteria_16S 
strain CIP 104883 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Bacteria; 


408672 Bacteria_16S 
strain CFML 96-17 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Bacteria; 


408672 Bacteria_16S 
strain CIP 105273 
Proteobacteria; 
408672 Bacteria_16S 
strain CIP 105460 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Bacteria; 


408672 Bacteria_16S 
strain Se-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
408672 Bacteria_16S 
strain KMM 3677 


Bacteroidetes; 


408672 Bacteria_ 
strain KMM 3676 


Bacteroidetes; 


408672 Bacteria_ 
strain KMM 3526 


Bacteroidetes; 


408672 Bacteria 
strain KMM 3664 


Bacteroidetes; 


408672 Bacteria_16S 


troitsensis Bacteria; 
408672 Bacteria_16S 

strain IHB1 16S ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho 


16S 2687528 2687457 12 83 gi| 219857198 

16S ribosomal RNA, partial sequence 2686201 26876 

Flavobacteria; Flavobacteriales; Flavobacteriaceae 

_ 16S 2711458 2711387 12 83 gi|219857181 

16S ribosomal RNA, partial sequence 2710175 27115 

Flavobacteria; Flavobacteriales; Flavobacteriaceae 

2738669 2738598 12 83 gi| 219857162 

troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 

Bacteroidetes; Flavobacteria; Flavobacteria 

2828717 2828650 12 79 gi|219856905 


Thermotogae; 


408672 Bacteria_16S 
strain ATCC 13522 
Proteobacteria; Gammaproteobacteria; Pseudomo 


Bacteria; 


408672 Bacteria_16S 
echinoides strain 
echinoides Bacteria; Proteobacteria; Alphaproteobacteri 


Sphingomonas. 


408672 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
stanieri Bacteria; 
Marinobacterium. 
408672 Bacteria_16S 
plecoglossicida strain FPC951 16S ribosomal RNA, partia 
plecoglossicida Bacteria; 


Pseudomonas. 


408672 Bacteria_16S 
jannaschii strain 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteri 
Marinobacterium. 
408672 Bacteria_16S 
strain PCl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
408672 Bacteria_16S 
strain RF-4 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
408672 Bacteria_16S 
strain DS1 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


408672 Bacteria_16S 


Flavobacteria; 


Flavobacteria; 


2571634 2571591 20 63 gi 
16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Pseudomonadales; P 
2580755 2580712 20 63 gi 
8 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
2582321 2582278 20 63 gi 
16S ribosomal RNA, complete sequence 


2583891 2583848 20 63 gi 
16S ribosomal RNA, partial sequence 


2585460 2585417 20 63 gi 
0 16S ribosomal RNA, partial sequence 


2596298 2596255 20 63 gi 
16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
2597864 2597821 20 63 gi 
16S ribosomal RNA, complete sequence 
2630231 2630168 12 75 gi 
Thermaceae; 
83 gi 


Deinococci; Thermales; 
2684617 2684546 12 


Flavobacteriales; 


16S 2686059 2685988 12 83 gi 


Flavobacteriales; 


2854757 2854714 20 63 gi 
16S ribosomal RNA, partial sequence 


2865577 2865498 1 80 gi 
ATCC 14820 16S ribosomal RNA, partial 


2867125 2867082 20 63 gi 


Proteobacteria; Gammaproteobacteria; 


2920853 2920810 20 63 gi 


Proteobacteria; Gammaproteoba 
2934345 2934302 20 63 gi 
IFO 15466 16S ribosomal RNA, partial 


2975260 2975217 20 63 gi 
Gammaproteobacteria; Pseudomonadales; P 
3022320 3022257 12 75 gi 


Thermaceae; 
80 gi 


Deinococci; Thermales; 
3036011 3035940 9 


Clostridiales; Clostridiaceae; 


2628913 26303 
16S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriaceae 


16S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriaceae 


2827347 28288 


2973936 29754 


3021006 30224 


3034695 30361 


219857287 
25702 


219857281 


219857280 


25809 


219857279 
25825 


219857278 


219857271 


25949 


219857270 


P 
219857239 


Thermus. 


219857200 


219857199 
861 


219856888 
28534 
nadales; P 
219856881 
sequence 
a; 


219856880 
equence 
Alteromon 


219856843 
1 sequence 
cteria; Ps 


219856834 
sequence 
a; 


219846940 


seudomonad 
219846909 


Thermus. 
219846899 


Clostridiu 


seudomonadaceae; 
ref 


seudomonadaceae; 
ref 


Pseudomonadaceae; 
ref 


Pseudomonadaceae; 
ref 


61 


seudomonadaceae; 
ref 
2596529 
seudomonadaceae; 
ref 


’ 


, 


’ 


v 


33 


Sphingomonadales; 


Alteromonadales; 


mM. 


3177973 3177930 20 63 gi 


219846803 


ref 


ref 


ref 


ref 


ref 


ref 


les; 


ref 


ref 


seudomonadaceae 
ref 


adales; 
ref 
eudomonadales; 


ref 


ref 


ref 


ref 


NR_024918.1 


NR_024912.1 


NR_024911.1 


NR_024910.1 


NR_024909.1 


NR_024902.1 


NR_024901.1 


Pseudomonas jessenii 

99 2571813 Pseudomonas jessenii Bacteria; 
Pseudomonas. 
Pseudomonas cedrina 

2579420 2580935 Pseudomonas cedrina Bacteria; 
Pseudomonas. 
Pseudomonas rhodesiae 
86 2582507 Pseudomonas rhodesiae 


Pseudomonas. 


Pseudomonas monteilii 
58 2584074 Pseudomonas monteilii 


Pseudomonas. 


Pseudomonas orientalis 
2584125 2585640 Pseudomonas orientalis 
Pseudomonadaceae; 
ref 


Pseudomonas. 


Pseudomonas mandelii 

2596478 Pseudomonas mandelii Bacteria; 
Pseudomonas. 
Pseudomonas libanensis 


2598044 Pseudomonas libanensis 


NR_024867.1 


NR_024828.1 


NR_024827.1 


NR_024826.1 


NR_024809.1 


NR_024790.1 
2737379 273875 


NR_024726.1 


NR_024707.1 


NR_024700.1 
2864276 286573 
Sphin 


NR_024699.1 
2865789 286730 
Alteromo 
NR_024662.1 


2919511 292100 
Pp 


NR_024653.1 
2933018 293448 


NR_026532.1 
Pseudomon 


NR_026501.1 


NR_026491.1 


NR_026395.1 


Pseudomonas. 


Thermus scotoductus 
81 Thermus scotoductus Bacteria; 


Zobellia russellii 
16 Zobellia russellii Bacteria; 
Zobellia. 
Zobellia laminariae 
50 Zobellia laminariae Bacteria; 
Zobellia. 
Zobellia amurskyensis 
48 Zobellia amurskyensis Bacteria; 

Zobellia. 
Cellulophaga pacifica 
47 Cellulophaga pacifica Bacteria; 

Cellulophaga. 


Arenibacter 
9 Arenibacter 


Flavobacteriaceae; Arenibacter. 
Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


Pseudomonas savastanoi 
2854934 Pseudomonas savastanoi 
, 


Pseudomonas. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Marinobacterium 
0 Marinobacterium 


Alteromonadaceae; 


Pseudomonas cichorii 
29 Pseudomonas cichorii Bacteria; 
aceae; 
ref 


as. 


Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


Clostridium disporicum 
66 Clostridium disporicum Bacteria; 


Pseudomonas graminis 


strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


408672 Bacteria_ 


DSM 10228 16S rib 
Clost 
408672 Bacteria_16S 
acetireducens str 
acetireducens Bac 
408672 Bacteria_16S 


Firmicutes; 


strain DSM 6736 1 
Firmicutes; 


strain CIP 7430 
Proteobacteria; 


frigidimarina Bac 


408672 Bacteria_16S 
psychrotropica st 
psychrotropica Ba 
408672 Bacteria_16S 


strain 1846 16S 


strain Pasteur II 
Firmicutes; 


strain 2585 16S r 


Clost 
408672 Bacteria_16S 
homopropionicum s 
homopropionicum B 
408672 Bacteria_16S 


G 
408672 Bacteria_16S 
frigidimarina str 


Clostridia; 
408672 Bacteria_16S 


16S 3265730 3265667 20 

osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3483767 3483692 1 76 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


3529338 3529267 9 80 gi 


83 gi 


ridia; Clostridiales; Clostridiaceae; 
3530833 3530766 9 76 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3613281 3613238 20 63 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
3660321 3660266 8 63 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3663381 3663326 8 63 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3675527 3675472 8 63 gi 
ribosomal RNA, partial sequence 


al 


E 
3711756 3711685 9 80 gi 
I 16S ribosomal RNA, partial sequence 
Clostridiales; Clostridiaceae; 
3720726 3720655 9 80 gi 
ibosomal RNA, complete sequence 


cl 


219846744 
3264433 32658 
ostridiu 
219846587 
sequenc 
cl 


cl 


al 
di 
219846557 
6S ribosomal RNA, partial sequence 3528019 35294 
ostridiu 
219846556 
1 sequen 


cl 
ia 
ri 

219846497 


219846429 


ales; 


diales; 


36119 


omonadacea 
219846465 
quence 

eria; Alte 
219846463 


sequenc 


teria; Alt 
219846454 
3674212 36756 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
408672 Bacteria_16S 


nterobac 


37104 


ostridiu 
219846422 
3719395 37209 


ref |NR_026336.1| Clostridium vincentii 
96 Clostridium vincentii Bacteria; 
m. 
ref |NR_026179.1 
e 3482431 348393 
ostridiaceae; Clostridium. 
ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 
m. 
ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref |NR_026057.1 
3658961 366046 
romonadales; She 
ref |NR_026055.1 
e 3662041 366352 
eromonadales; Colwelliaceae; Colwellia. 
ref|NR_026045.1| Pantoea ananatis 
66 Pantoea ananatis Bacteria; 
teriaceae; Pantoea. 
ref|NR_026020.1| Clostridium septicum 
25 3711931 Clostridium septicum Bacteria; 
m. 
ref|NR_026013.1| Clostridium chauvoei 
01 Clostridium chauvoei Bacteria; 


Clostridium 
2 Clostridium 


Clostridium 
6 Clostridium 
Clostridium. 
Aeromonas bestiarum 
nas bestiarum Bacteria; 


Shewanella 
5 Shewanella 
wanellaceae; 

Colwellia 
6 Colwellia 


Shewanella. 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 3865198 3865139 20 79 gi|219846319|ref|NR_025909.1| Alistipes putredinis 
strain ATCC 29800 16S ribosomal RNA, partial sequence 3863852 3865319 Alistipes putredinis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 

408672 Bacteria_16S 3878997 3878934 12 75 gi|219846310|ref|NR_025900.1| Thermus aquaticus 


strain YT-1 16S r 


Deinococcus-Thermus; 
408672 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


408672 Bacteria_16S 


strain 848 16S ri 
Proteobacteria; G 


408672 Bacteria_16S 


strain R22 16S ri 
Proteobacteria; G 


408672 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


408672 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


408672 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


408672 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


408672 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


408672 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


408672 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


ibosomal RNA, partial sequence 


bosomal RNA, partial sequence 


3877677 38791 


4009610 40110 


osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
308533 308491 21 63 gi 
S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
493355 493313 21 63 gi 
bosomal RNA, partial sequence 


mi 


408672 Bacteria_16S 


strain 3wC2 16S r 
Firmicutes; Clost 


200572 20203 


265678855 
complete sequence 307188 30872 
mamonadace 
265678723 
492024 49353 


ly XI. I 


46 Thermus aquaticus Bacteria; 


Deinococci; Thermales; Thermaceae; Thermus. 

3906732 3906689 20 63 gi|219846291|ref|NR_025881.1| Pseudomonas 
ain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

4009404 4009361 20 63 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
bosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

4010950 4010895 8 63 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

4019958 4019915 20 63 gi|219846210|ref|NR_025800.1| Marinobacter 
SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
ia; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

4170478 4170435 20 63 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
6S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

79842 79800 21 63 gi|265679011|ref|NR_029319.1| Pseudomonas 
train S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
acteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

90385 90315 8 78 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
ain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
teria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 

201908 201850 21 79 gi|265678929|ref|NR_029237.1| Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 

ncertae Sedis; Helcococcus. 
ref|NR_029161.1| Comamonas testosteroni 
3 Comamonas testosteroni Bacteria; 

ae; Comamonas. 
ref|NR_029028.1| Marinobacter sediminum 
5 Marinobacter sediminum Bacteria; 


ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
590672 590598 9 83 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
ibosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 


ridia; Clostridiales; Clostridiaceae; 


Clostridium. 


408672 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; 


408672 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; 


408672 Bacteria_16S 


thermophilum stra 


thermophilum Bacteria; 


Thermodesulfobacterium. 


408672 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


408672 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


408672 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


408672 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


408672 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


408672 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


408672 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


408672 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


408672 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; G 


408672 Bacteria_16S 
6S ribosomal RNA, partial sequence 1153118 11545 
ammaproteobacteria; Vibrionales; Vibri 


strain MBIC3157 1 
Proteobacteria; G 


408672 Bacteria_16S 
13280 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


intestinalis DSM 
13280 Bacteria; A 
Collinsella. 


408672 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


408672 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


408672 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


408672 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


408672 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


408672 Bacteria_16S 
50-11 16S ribosomal RNA, partial sequ 


bryozoorum strain 
Bacteria; Proteob 


408672 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


acteria; 
1089448 1089406 21 


acteria; 
1112120 1112070 21 
6S ribosomal RNA, part 
ammaproteobacteria; Al 
1154382 1154340 21 


1204485 1204399 1 
ctinobacteria; 
1205992 1205906 1 
acteria; Coriobacteridae; 
1209039 1208953 1 

acteria; Coriobacteridae; 
1376977 1376935 21 
teobacteria; 
1385961 1385919 21 
ain 0S217 16S ribosoma 
17 Bacteria; Proteobac 
1418953 1418895 21 


ridia; Clostridiales; 


1463197 1463155 21 


408672 Bacteria_16S 


1634319 1634265 8 


Gammaproteobacteria; 


teria; 


63 


in E-3 16S ribosomal RNA, partial sequ 
Gammaproteobacteria; 


71 


teromonadales; 


Pseudomonadales; P 

gi| 265678301 

ial sequence 1110771 11122 
Moritellace 

gi| 253680754 


63 


osomal RNA, partial sequence 


osomal RNA, partial sequence 


CJ2 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


onaceae; P 

87 gi| 228715356 
12031 

Coriobacteriales 

87 gi| 228715355 
1204671 12061 
Coriobacteriales; Cori 
87 gi] 228715352 
1207714 12091 
Coriobacteriales; Cori 
63 gi|228717818 
13756 

Burkholderiales 

63 gi| 228716834 


1 RNA, partial s 
Gammaproteobacteria 


79 


16S ribosomal RNA, partial sequence 1417633 14190 
Clostridiales Family XI. 


63 


acteria; Gammaproteobacteria; Alteromonadales; A 
1579436 1579394 21 63 gi| 219846381 
ribosomal RNA, partial sequence 1578118 15795 


ammaproteobacteria; Pseudomonadales; P 


62 


Thiotric 


hales; Pis 
265678317 
ence 10881 


gi 


equence 


gi|224581446 
I 
224581411 
ence 14618 


gi 


seudomonad 


710031 709989 21 63 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

711589 711539 21 71 gi|265678575|ref|NR_028880.1| Moritella viscosa 

16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

807196 807126 8 78 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
in 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 

Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 

943055 943013 21 63 gi|265678417|ref|NR_028719.1| Comamonas terrigena 

16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

950872 950830 21 63 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
bosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

952431 952389 21 63 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
bosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

953982 953940 21 63 gi|265678410|ref|NR_028712.1| Simplicispira 
in CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

955542 955500 21 63 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
6S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

998625 998583 21 63 gi|265678379|ref|NR_028681.1| Thiomicrospira 
B-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1030445 1030403 21 63 gi|265678358|ref|NR_028660.1| Thiomicrospira 
n I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 


cirickettsiaceae; Thiomicrospira. 
ref|NR_028619.1| Pseudomonas 

07 1089634 Pseudomonas psychrophila 
seudomonadaceae; Pseudomonas. 


ref|NR_028602.1| Moritella yayanosii 

56 Moritella yayanosii Bacteria; 

ae; Moritella. 

ref|NR_028002.1| Photobacterium indicum 


25 Photobacterium indicum Bacteria; 
hotobacterium. 

ref|NR_027528.1 
62 1204620 Collin 
; Coriobacterine 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


ref|NR_027527.1| Collinsella stercoris 
28 Collinsella stercoris DSM 13279 
obacterineae; Coriobacteriaceae; 


ref|NR_027524.1| Cryptobacterium curtum 
42 Cryptobacterium curtum DSM 15641 
obacterineae; Coriobacteriaceae; 


ref|NR_027567.1] Polaromonas 

65 1377116 Polaromonas naphthalenivorans 
; Comamonadaceae; Polaromonas. 
NR_027556.1| Shewanella 

31 Shewanella 

; Alteromonadales; Shewanellaceae; 


ref|NR_027228.1| Helcococcus ovis 
55 Helcococcus ovis Bacteria; 
ncertae Sedis; Helcococcus. 
ref|NR_027192.1| Marinobacter 


62 1463368 Marinobacter bryozoorum 
lteromonadaceae; Marinobacter. 
ref|NR_025972.1| Pseudomonas balearica 
73 Pseudomonas balearica Bacteria; 
aceae; Pseudomonas. 


gi| 219878454 


litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 


ref|NR_025593.1| Oceanisphaera 
1632974 1634479 Oceanisphaera 


408672 Bacteria_16S 1813892 1813834 12 70 
strain SL25 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; 
408672 Bacteria_16S 1917283 1917217 12 

strain DSM 13256, 
Thermotogae; Ther 


408672 Bacteria_16S 


78 


1929606 1929556 21 71 
strain 2674 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Al 
408672 Bacteria_16S 1931142 1931092 21 EL 
strain 2693 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Al 
408672 Bacteria_16S 2117220 2117178 21 
elongatus strain DSM 6810 16S ribosomal 
elongatus Bacteri 
Microbulbifer. 
408672 Bacteria_16S 2138393 2138351 21 63 
salipaludis strain SM-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteoba 
408672 Bacteria_16S 2147395 2147353 21 63 
strain Pss 26 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadal 
408672 Bacteria_16S 2262869 2262799 8 78 
hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 
408672 Bacteria_16S 
strain KCTC 12005 
Proteobacteria; B 
408672 Bacteria_16S 2326602 2326536 10 76 
stercorarium subsp. leptospartum strain ATCC 35414 
Clostridium stercorarium subsp. 
Clostridiaceae; Clostridium. 
408672 Bacteria_16S 2529554 2529512 21 63 
strain ATCC 4973 16S ribosomal RNA, partial sequen 
Proteobacteria; Gammaproteobacteria; Pseudomonadal 
408672 Bacteria_16S 2565544 2565459 1 87 
acidaminophilum strain DSM 3953 16S ribosomal RNA, 
acidaminophilum Bacteria; Firmicutes; Clostridia; 
408672 Bacteria_16S 2648564 2648522 21 63 
thyasirae strain DSM 5322 16S ribosomal RNA, parti 
thyasirae Bacteria; Proteobacteria; Gammaproteobac 
Thiomicrospira. 
408672 Bacteria_16S 2816581 2816539 21 63 
alcaliphila strain AL15-21 16S ribosomal RNA, part 
alcaliphila Bacteria; Proteobacteria; Gammaproteob 
Pseudomonas. 
408672 Bacteria_16S 


63 


acteria; 
erium. 
2315941 2315899 21 


Thermodesulfobacteria; 


63 


2859439 2859397 21 63 
strain ATCC 49968 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Pse 
408672 Bacteria_16S 2972182 2972140 21 63 
resinovorans strain LMG 2274 16S ribosomal RNA, pa 
resinovorans Bacteria; Proteobacteria; Gammaproteo 
Pseudomonas. 
408672 Bacteria_16S 2973697 2973655 21 63 
citronellolis strain DSM 50332 16S ribosomal RNA, 
citronellolis Bacteria; Proteobacteria; Gammaprote 
Pseudomonas. 
408672 Bacteria_16S 


3014829 3014787 21 63 
strain BSB411 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiale 
408672 Bacteria_16S 3088933 3088855 9 87 


Petrotoga. 


16S ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
teromonadales; 
teromonadales; 


RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


cteria; Alteromo 


train SL6 16S ribosomal RNA, partial s 


Thermo 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 


gi| 219878327 
1812567 18140 


219878250 
19159 


gi 


gi|219878242 
1928261 19297 
Moritellace 
gi|219878241 
1929813 19313 
Moritellace 
gi| 219857657 
quence 
; Alteromo 
219857643 
ence 21370 
nadales; 
gi| 219857637 
2146078 21475 
es; Pseudomonad 
gi| 219857558 
equence 
desulfobac 


gi 
sequ 


219857519 
23146 
mamonadace 
219857512 
ribosomal 


gi 


gi 
16S 


gi| 219857358 
ce 2528225 25296 
es; Pseudomonad 

gi| 219857291 

partial sequen 
Clostridiales; 

gi| 219857226 
al sequence 
teria; Thiotric 
219856913 
equence 
ia; Pseudo: 


gi 
ial s 
acter 


v 


219856885 
28581 
nadales; P 
219846942 
sequence 
ria; Pseud 


gi 
nce 
udomo 

gi 
rtial 
bacte 


219846941 
al sequenc 
eria; Pseu 


gi 
parti 
obact 


gi|219846914 
3013492 30150 
s; Comamonadace 
gi| 219846863 


Alter 


ref |NR_025466.1 


ref|NR_025389.1 
11 1917433 Thermo 
ref 


NR_025381.1 


Moritella. 
NR_025380.1 


ae; 
ref 


Moritella. 
ref |NR_025246.1 

2115900 211739 
nadales; Altero 


ae; 


ref|NR_025232.1 
73 2138564 Microb 
omonadaceae; 


ref |NR_025226.1 
aceae; Pseudomon 
ref |NR_025146.1 
2261503 226299 
teriales; Thermo 


ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025100.1 
RNA, partial seq 


ref |NR_024946.1 
aceae; Pseudomon 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024854.1 

2647248 264867 
hales; Piscirick 


ref|NR_024734.1 
2815260 281674 
monadales; Pseud 


ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_026534.1 
2970861 297232 


omonadales; Pseu 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 
ref|NR_026506.1 


ae; Acidovorax. 
ref|NR_026455.1 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Thermosipho geolei 
sipho geolei Bacteria; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Microbulbifer 
0 Microbulbifer 


monadaceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Thermodesulfobacterium 

9 Thermodesulfobacterium 

desulfobacteriaceae; 


Comamonas koreensis 
nas koreensis Bacteria; 


Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Eubacterium 

8 Eubacterium 

Eubacterium. 
Thiomicrospira 

1 Thiomicrospira 

ettsiaceae; 


Pseudomonas 
8 Pseudomonas 


omonadaceae; 


Pseudomonas lundensis 


monas lundensis 


Pseudomonas. 
Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Natronincola 


histidinovorans s 
histidinovorans B 


408672 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


408672 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; 


ATCC 35205 16S ri 
Firmicutes; Clost 


G 
408672 Bacteria_16S 


train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3629722 3629680 21 63 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3810519 3810477 21 63 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
3830513 3830427 1 87 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; 


Heliobacteriacea 


3809177 38107 


1 sequence 
ridiales; 

219846486 
36283 
nadales; P 
219846356 


seudomonad 


3087607 308909 
Clostridiaceae; 
ref |NR_026078.1 


0 Natronincola 
Natronincola. 
Pseudomonas aeruginosa 
monas aeruginosa 


74 3629910 Pseudo 
seudomonadaceae; 
ref |NR_025947.1 


aceae; Pseudomon 


219846342 


e; Helioba 


Pseudomonas. 
Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 


ref|NR_025932.1 


cterium. 


Heliobacterium chlorum 


3829173 3830684 Heliobacterium chlorum Bacteria; 


408672 Bacteria_16S 3839444 3839402 21 63 gi|219846336|ref|NR_025926.1| Thiomicrospira 


pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
408672 Bacteria_16S 3953192 3953142 21 a gi|219846257|ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

408672 Bacteria_16S 3963648 3963606 21 63 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

408672 Bacteria_16S 4003373 4003331 21 63 gi|219846223|ref|NR_025813.1| Photobacterium 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

408672 Bacteria_16S 4021502 4021460 21 63 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 
408672 Bacteria_16S 4057748 4057706 21 63 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
408672 Bacteria_16S 4191936 4191894 21 63 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 
408672 Bacteria_16S 654450 654381 20 89 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 


rs 


408672 Bacteria_16S 1706080 1706003 11 88 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

408672 Bacteria_16S 2560940 2560883 30 87 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

408672 Bacteria_16S 3833475 3833397 1 79 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

408672 Bacteria_16S 27065 27005 20 80 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 162179 162119 20 80 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 211224 211164 20 80 gi| 265678922 |ref|NR_029230.1] Clostridium 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
408672 Bacteria_16S 329809 329753 20 76 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 
408672 Bacteria_16S 505709 505645 12 76 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 
strain DV1140 16S ribosomal RNA, partial sequence 504361 505871 Thermosipho atlanticus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 
408672 Bacteria_16S 562134 562047 1 89 gi|265678678|ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 
408672 Bacteria_16S 652990 652930 20 80 gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
408672 Bacteria_16S 972431 972367 12 76 gi|265678396|ref|NR_028698.1| Campylobacter lanienae 
strain NCTC 13004 16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 
408672 Bacteria_16S 1122755 1122695 20 80 gi|228715451|ref|NR_027532.1| Ureaplasma parvum 
serovar 3 str. ATCC 27815 16S ribosomal RNA, partial sequence 1121455 1122893 Ureaplasma parvum 
serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
408672 Bacteria_16S 1248269 1248205 23 87 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydi 
408672 Bacteria_16S 1331352 1331280 11 83 gi|219846082|ref|NR_025672.1| Bifidobacterium 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 


o 


408672 Bacteria_16S 
strain SH1 16S ri 


1707553 1707493 20 80 
bosomal RNA, partial sequence 


gi 


219878403 


1706248 17077 


ref 
30°C] 


NR_025542.1| Clostridium diolis 
lostridium diolis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 1768372 1768316 20 76 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

408672 Bacteria_16S 2526504 2526440 12 76 gi|219857360|ref|NR_024948.1| Campylobacter 
hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 


Campylobacter hyointestinalis subsp. 


Campylobacterales 


408672 Bacteria_16S 
in DSM 1292 16S ribosomal RNA, partial 
Clostrid 


sartagoforme stra 
sartagoforme Bact 


408672 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


408672 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


408672 Bacteria_16S 


strain WV6 16S ri 


; Campylobacteraceae; Campylobacter. 


3037523 3037463 20 80 gi 


Firmicutes; Clostridia; 
3091916 3091848 11 79 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3100947 3100879 11 
mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3249284 3249224 20 80 
bosomal RNA, partial sequence 


eria; 
gi 
79 gi 


gi 


219846898 
sequence 

iales; 

219846861 


3090574 30919 
Ignavigranu 


m. 
219846855 


3099595 3101003 Fackl 


219846755 


3247999 32493 


Clo 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Clostridium 
6 Clostridium 
stridium. 

Ignavigranum ruoffiae 
ruoffiae Bacteria; 


NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026453.1 
90 Ignavigranum 


ref 
amia 


Facklamia ignava ATCC 
eria; Firmicutes; 


NR_026447.1 
ignava Bact 


ref|NR_026347.1| Clostridium isatidis 
30 Clostridium isatidis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 3323520 3323440 1 81 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

408672 Bacteria_16S 3501974 3501903 9 80 gi|219846575|ref|NR_026167.1| Clostridium celatum 


strain DSM 1785 1 
Firmicutes; Clost 


408672 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


408672 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


408672 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


408672 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


408672 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


408672 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


408672 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


408672 Bacteria_16S 


strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 


408672 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


408672 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


408672 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; Sp 


ridia; Clostridiales; Clostridiaceae; 
3532354 3532294 20 80 gi 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533800 3533740 20 80 

S ribosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3593486 3593426 20 80 gi 


ridia; Clostridiales; Clostridiaceae; 
3701178 3701118 20 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3909811 3909751 20 80 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


408672 Bacteria_16S 


6S ribosomal RNA, partial sequence 3500724 35020 


Clostridiu 
219846555 


3531057 3532455 Sarci 


219846554 


3532506 35339 


3551089 35526 


Caloramato 
219846513 


6S ribosomal RNA, partial sequence 3592199 35936 


Clostridiu 
219846436 


3699882 37013 


219846288 


3908492 39099 


4077437 4077349 1 89 gi| 219846168 
6S ribosomal RNA, partial sequence 4076074 40776 
ridia; Thermoanaerobacterales; Thermoanaerobacte 
4088263 4088199 12 76 gi|219846161 
6S ribosomal RNA, partial sequence 4086933 40883 
avobacteria; Flavobacteriales; Flavobacteriaceae 
4089754 4089690 12 76 gi| 219846160 
6S ribosomal RNA, partial sequence 4088431 40898 
avobacteria; Flavobacteriales; Flavobacteriaceae 
4091243 4091179 12 76 gi|219846159 
6S ribosomal RNA, partial sequence 4089922 40913 
avobacteria; Flavobacteriales; Flavobacteriaceae 
4092739 4092675 12 76 gi| 219846158 
ain KMM 3903 16S ribosomal RNA, partial sequence 
teria; Bacteroidetes; Flavobacteria; Flavobacter 
4237265 4237205 20 80 gi|219846044 
ribosomal RNA, partial sequence 4235935 42373 
hingobacteria; Sphingobacteriales; Cyclobacteria 
156072 156005 20 87 gi| 265678959 


formicaceticum strain Al 16S ribosomal RNA, partial sequence 


formicaceticum Ba 


cteria; Firmicutes; Clostridia; Clostr 


idiales; C 


49 Clostridium celatum Bacteria; 
m. 
ref|NR_026147.1 
na maxima Bacter 


Sarcina maxima strain 
ia; Firmicutes; 


ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 


ridia; Clostridiales; Clostridiaceae; Sarcina. 

3547829 3547773 20 76 gi| 219846545 |ref|NR_026137.1| Porphyromonas cansulci 
6S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

3552414 3552346 20 88 gi|219846542|ref|NR_026134.1| Caloramator indicus 


03 Caloramator indicus Bacteria; 
r. 
ref|NR_026105.1| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 

m. 
ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


ref|NR_025878.1| Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 


ref|NR_025758.1| Mahella australiensis 
04 Mahella australiensis Bacteria; 


rales Family IV. Incertae Sedis; 
ref|NR_025751.1| Maribacter ulvicola 
80 Maribacter ulvicola Bacteria; 

; Maribacter. 

ref|NR_025750.1| Maribacter aquivivus 
71 Maribacter aquivivus Bacteria; 

; Maribacter. 

ref|NR_025749.1| Maribacter orientalis 


60 Maribacter orientalis Bacteria; 
; Maribacter. 
ref|NR_025748.1 
4091411 409284 
iales; Flavobacteriaceae; Maribacter. 
ref |NR_025634.1| Aquiflexum balticum 
93 Aquiflexum balticum Bacteria; 
ceae; Aquiflexum. 
ref|NR_029267.1| Clostridium 
154728 156242 Clostridium 
lostridiaceae; Clostridium. 


Maribacter 
9 Maribacter 


408672 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


408672 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


408672 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


408672 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


408672 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


408672 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


408672 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


408672 Bacteria_16S 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


408672 Bacteria_16S 


acetigenes strain 
Bacteria; Firmicu 
Sporanaerobacter. 


408672 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


408672 Bacteria_16S 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; A 


408672 Bacteria_16S 


naphthovorans str 
naphthovorans Bac 


408672 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


408672 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


408672 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; Clost 


408672 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


408672 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


408672 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


408672 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


408672 Bacteria_16S 


strain ID131577 1 
Actinobacteria; R 


408672 Bacteria_16S 


strain SL24 16S r 
Thermotogae; Ther 


408672 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


166830 166755 1 76 gi 
ridia; Clostridiales; Clostridiaceae; 
305403 305328 12 87 gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
326749 326682 20 87 gi 
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ain Ben 117 16S ribosomal RNA, partial 
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ae 
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ridia; Clostridiales; 
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Eubacteriaceae; 
80 gi 
ridia; Clostridiales; Eubacteriaceae; 
3075266 3075215 9 60 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3550880 3550817 20 83 gi 
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cteria; Firmicutes; Clostridia; Clostr 
452001 451967 12 46 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
568214 568144 10 80 gi 
ubrobacteridae; Solirubrobacterales; C 
615003 614969 12 46 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
693886 693820 10 76 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 


6S ribosomal RNA, partial sequence 165488 16699 


304028 30558 


1642082 16435 


2699606 27010 


6S ribosomal RNA, partial sequence 2887459 28889 
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265678843 
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265678730 
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219878419 
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219857563 
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sequence 
oc 
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rtial sequ 
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219857263 
ial sequen 
eria; Ocea 
219857188 
ae; Prevot 
219857161 
ce 27388 
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219856864 
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219856863 
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onexibacte 
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408672 Bacteria_16S 


strain V33 16S ri 


761189 761143 25 PL gi 
bosomal RNA, partial sequence 


occaceae; 


ref|NR_029260.1| Clostridium tetani 
5 Clostridium tetani Bacteria; 

m. 

ref|NR_029163.1| Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


ref|NR_029148.1| Prevotella veroralis 
8 326875 Prevotella veroralis Bacteria; 
ella. 
ref |NR_029035.1| Quatrionicoccus 

481171 482647 Quatrionicoccus 
cyclales; Rhodocyclaceae; 
ref|NR_027530.1| Thermotoga neapolitana 


a neapolitana DSM 4359 Bacteria; 
ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 

aceae; Pseudomonas. 

ref|NR_025558.1| Clostridium 

ence 1683285 1684702 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_025171.1| Thermodesulfatator 

20 2224715 Thermodesulfatator indicus DSM 
Thermodesulfobacteriaceae; 


ref|NR_025151.1 
47 2255269 Sporan 
mily XI. Incerta 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


ref|NR_025036.1 
2416361 241786 
7 Streptococcus. 
ref|NR_025001.1| Aeromonas salmonicida 
ence 2455783 2457213 Aeromonas 
roteobacteria; Aeromonadales; 


Streptococcus 
5 Streptococcus 


ref |NR_024894.1 
ce 2607312 260877 
nospirillales; Neptunomonas. 
ref|NR_024816.1| Prevotella salivae 
98 Prevotella salivae Bacteria; 
ella. 
ref |NR_024789.1 
10 2740172 Thermo 


Neptunomonas 
7 Neptunomonas 


Thermodesulfobium 
desulfobium narugense 
esulfobiaceae; Thermodesulfobium. 
ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 

m. 
ref|NR_024682.1| Eubacterium budayi 
51 Eubacterium budayi Bacteria; 

m. 
ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref |NR_026135.1 
nce 354957 
lostridiaceae; Clostridium. 
ref|NR_029058.1| Petrotoga mexicana 
9 Petrotoga mexicana Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Clostridium 
2 3551038 Clostridium 


ref|NR_028979.1| Conexibacter woesei 
3 Conexibacter woesei Bacteria; 
raceae; Conexibacter. 
ref|NR_028947.1| Petrotoga olearia 

2 Petrotoga olearia Bacteria; 


ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 
ceae; Isosphaera 


265678539 


ref|NR_028843.1| Neisseria dentiae 


759866 761206 Neisseria dentiae Bacteria; 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 


408672 Bacteria_16S 817959 817883 1 76 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

408672 Bacteria_16S 1110583 1110497 1 87 gi| 265678302 |ref|NR_028604.1]| Collinsella 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 

408672 Bacteria_16S 1335994 1335960 12 46 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 
strain SJ95 16S ribosomal RNA, partial sequence 1334683 1336155 Petrotoga mobilis SJ95 Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

408672 Bacteria_16S 1175746 1175693 8 61 gi|228718578|ref|NR_027574.1| Kangiella koreensis 
DSM 16069 16S ribosomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

408672 Bacteria_16S 2768356 2768311 1 45 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Dietziaceae; 


Diet 


zia. 


408672 Bacteria_16S 3866720 3866664 20 76 gi|219846318|ref|NR_025908.1| Porphyromonas macacae 
strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas macacae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

408672 Bacteria_16S 205034 204986 12 60 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

408672 Bacteria_16S 2046968 2046908 20 80 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

408672 Bacteria_16S 2508346 2508266 8 88 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

408672 Bacteria_16S 2570083 2570023 20 80 gi| 219857288 |ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 2702491 2702431 20 80 gi|219857187|ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

408672 Bacteria_16S 2791115 2791051 12 76 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

408672 Bacteria_16S 2976803 2976735 8 76 gi|219846939|ref|NR_026531.1| Clostridium ultunense 


strain BS 16S rib 
Clost 
408672 Bacteria_16S 
proteolyticum str 
Firmicu 
408672 Bacteria_16S 


Firmicutes; 


Bacteria; 


argentinense stra 
argentinense Bact 


408672 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


408672 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


408672 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


408672 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


408672 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


408672 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


408672 Bacteria_16S 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


408672 Bacteria_16S 


osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
181890 181831 20 79 gi 
ain CG 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
208130 208063 9 76 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
1329812 1329769 1 44 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3008796 3008719 1 78 gi 
CCC Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3029907 3029840 9 76 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3286976 3286909 9 76 gi 


cl 


al 


ne 


ar 
lo 


eq 
id 


ridia; Clostridiales; Clostridiaceae; Cl 
3288495 3288436 20 79 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3373814 3373743 8 79 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3497517 34974741 44 gi 
DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; Coriobacteridae 
Coriobacterium. 


en 
he 


qu 
al 


eq 
7 


v 


2975480 29769 
265678942 
ence 18057 
idiaceae; 

265678924 
iales; 
219846090 
219846918 
219846904 
219846730 


16S ribosomal RNA, partial sequence 3285670 32871 


219846729 


219846668 


219846578 


ostridiu 


sequenc 
Clo 


13284 
llaceae; 


tial seq 
spirulin 


uence 


iales; C 


ostridiu 


ce 32871 
rmodesul 


ence 
es; Halo 
uence 

Coriobac 


m. 
ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029232.1 
e 206801 208304 
stridiaceae; Clo 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_026510.1 
uence 300750 
a. 
NR_026496.1 
3 
ridiaceae; A 
NR_026322.1 


m. 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref|NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref |NR_026170.1 

3496207 349764 
teriales; Coriob 


3808984 3808929 21 76 gi 


219846357 


25 Clostridium ultunense Bacteria; 


Clostridium 
idium proteolyticum 


Clostridium 
Clostridium 

stridium. 

Dialister invisus DSM 
ter invisus DSM 15470 


Halospirulina 
4 3008891 Halospirulina 


Anaerobacter 

8 Anaerobacter 
naerobacter. 
Clostridium pascui 


40 Clostridium pascui Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Coriobacterium 
1 Coriobacterium 
acterineae; 


ref |NR_025948.1 


Campylobacter 


helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 


408672 Bacteria_16S 


strain ES2772 
Bacteroidetes; 


408672 Bacteria_16S 


strain SEBR 70 
Thermotogae; 


Thermotogae; 


ATCC 700122 16 


Actinobacteria; 
408672 Bacteria_16S 


nitritogenes s 


nitritogenes Bacteria; 
408672 Bacteria_16S 


strain SL1 16S 
Thermotogae; 


408672 Bacteria_16S 


strain CC-1 16 
Thermotogae; 


408672 Bacteria_16S 


formicigenes s 


formicigenes Bacteria; 
408672 Bacteria_16S 


Thermotogales; 
408672 Bacteria_16S 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae; 
408672 Bacteria_16S 
strain TMO 16S ri 
Thermotogales; 
408672 Bacteria_16S 


16S 
Bacteroidia; 


54 


921478 921392 1 


Slackia. 


130185 130127 20 
ribosomal RNA, partial sequence 
Bacteroidales; 
248049 247987 14 

16S ribosomal RNA, partial sequence 246697 24821 
Thermotogaceae; 


1394900 1394834 12 
bosomal RNA, partial sequence 
Thermotogaceae; 


87 


78 


Thermotoga. 


gi 


s strain RHS1 16S ribosomal RNA, parti 


s Bacteria; Actinobacteria; Coriobacte 


gi 
13 


Thermotoga. 


265678431 
al sequenc 
ridae; Cor 


228715897 
93543 13950 


ref 
e 920164 921628 
iobacteriales; 


ref 
55 Thermotoga lettingae TMO Bacteria; 


NR_028733.1 


NR_027542.1 


78 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
128870 130341 Prevotella dentalis Bacteria; 
Prevotellaceae; Prevotella. 
76 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Slackia 
Slackia 


Coriobacterineae; 


Thermotoga lettingae 


2520465 2520379 1 87 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 
2887244 2887186 22 80 gi|219856865|ref|NR_024684.1| Eubacterium 
train JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
3778932 3778866 12 78 gi|219846378|ref|NR_025969.1| Thermotoga subterranea 
ribosomal RNA, partial sequence 3777587 3779067 Thermotoga subterranea Bacteria; 
Thermotogales; Thermotogaceae; Thermotoga. 
331328 331303 12 37 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
Thermotogales; Thermotogaceae; Geotoga. 
418095 418050 35 80 gi| 265678776 |ref|NR_029081.1| Tepidibacter 
train DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
1223994 1223925 20 89 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 


strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

408672 Bacteria_16S 188112 188056 20 76 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

408672 Bacteria_16S 1935638 1935577 12 76 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
strain CHO0O1A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

408672 Bacteria_16S 2105140 2105060 9 89 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

408672 Bacteria_16S 2148918 2148842 14 87 gi|219857636|ref|NR_025225.1| Mycobacterium parmense 


strain MUP 118 


2 16S ribosomal RNA, 


complete sequence 2147582 21491 


14 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


408672 Bacteria_16S 
in DSM 1291 16S ribosomal RNA, partial 


putrefaciens s 
putrefaciens B 


408672 Bacteria_16S 


tra 


acteria; Firmicutes; Clos 


2464541 2464485 20 


3048245 3048177 11 


tabacinasalis strain GF112B 16S ribosomal RNA, partial 


tabacinasalis 


408672 Fungi_16S 


strain IFM 100 
Actinobacteria 


408672 Fungi_16S 


strain IFM 078 
Actinobacteria 


408672 Fungi_16S 


strain IFM 057 
Actinobacteria 


408672 Fungi_16S 


strain IFM 100 
Actinobacteria 


408672 Fungi_16S 


strain YZ-96 1 
Actinobacteria 


408672 Fungi_16S 


strain IFM 024 
Actinobacteria 


408672 Fungi_16S 


strain IFM 100 
Actinobacteria 


Bacteria; Firmicutes; Lac 
1330 1254 
35 16S ribosomal RNA, par 
; Actinobacteridae; Actin 
2839 2763 
4 16S ribosomal RNA, part 
; Actinobacteridae; Actin 
4377 4301 
5 16S ribosomal RNA, part 
; Actinobacteridae; Actin 
5937 5861 
84 16S ribosomal RNA, par 
; Actinobacteridae; Actin 
7493 7417 
6S ribosomal RNA, partial 
; Actinobacteridae; Actin 
8995 8919 
5 16S ribosomal RNA, part 
; Actinobacteridae; Actin 
10481 10405 
88 16S ribosomal RNA, par 
; Actinobacteridae; Actin 


11 


Mycobacteri 
76 gi| 219857407 |ref|NR_024995.1 
sequence 2463226 246471 
tridia; Clostridiales; Clostridiaceae; Clo 
79 gi|219846890|ref|NR_026482.1 
sequence 3046902 304840 

tobacillales; Aerococcaceae; Facklamia. 
87 gi|265678352|ref|NR_028654.1 

tial sequence 1 1514 


87 


87 


87 


87 


sequence 


87 


87 


408672 Fungi_16S 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 


11962 11886 


87 


omycetales; 
11 


omycetales; 
11 


gi 


ial sequence 1564 
omycetales; 
11 


gi 


ial sequence 3067 
omycetales; 
11 


gi 


tial sequence 4616 
omycetales; 
11 


gi 


6163 


gi 


ial sequence 7721 
omycetales; 
11 


gi 


tial sequence 9174 
omycetales; 
11 


gi 


265678351 
3016 


265678350 
4565 


265678349 
6112 


265678348 
7670 


265678342 
9123 


219857197 
10588 


219857175 


parmense Bacteria; 
aceae; Mycobacterium. 
Clostridium 

2 Clostridium 
stridium. 

Facklamia 

3 Facklamia 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
Corynebacterineae; 


ref 


Nocardiacea 
NR_028653.1 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
Corynebacterineae; 


ref 


Nocardiacea 
NR_028652.1 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 
Corynebacterineae; 


ref 


Nocardiacea 
NR_028651.1 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
Corynebacterineae; 


ref 


Nocardiacea 
NR_028650.1 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
Corynebacterineae; 


ref 


Nocardiacea 
NR_028644.1 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 
Corynebacterineae; 


ref 


Nocardiacea 
NR_024825.1 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 
Corynebacterineae; 


Nocardiacea 


ref 


e; Nocardia. 


NR_024803.1 
12137 


Nocardia 
Nocardia 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; No 


408672 Archaea_16S 


Opfikon 16S ribo 
Methanomicrobia; 


cardia. 
75444 75389 20 


75 gi 


somal RNA, partial sequence 74149 


75620 


408672 Archaea_16S 


254971324 
Metha 


ref |NR_028242.1 


Methanosaeta concilii 


nosaeta concilii Archaea; Euryarchaeota; 


denitrificans S1 
Euryarchaeota; H 


408672 Archaea_16S 


Ma-2.38 16S ribo 
Halobacteria; Ha 


408672 Archaea_16S 


paludicola SANAE 
Archaea; Euryarc 


ATCC 33500 16S r 
Archaea; Euryarc 


408672 Archaea_16S 
16S ribosomal RNA, partial sequence 120909 12231 
Halobacteriales; 


sulfurifontis M6 
Euryarchaeota; H 


408672 Archaea_16S 


2 16S ribosomal 
Halobacteria; Ha 


408672 Archaea_16S 


borinquense DSM 
DSM 11551 Archae 


408672 Archaea_16S 


TL6 16S ribosoma 
Halobacteria; Ha 


408672 Archaea_16S 


Aa 2.2 16S ribos 
Halobacteria; Ha 


408672 Archaea_16S 


T 16S ribosomal 
Euryarchaeota; H 


408672 Archaea_16S 


sulfidifaciens s 
sulfidifaciens A 


408672 Archaea_16S 


strain 7-3 16S r 
Euryarchaeota; H 


408672 Archaea_16S 


strain Bl 16S ri 
Euryarchaeota; H 


408672 Archaea_16S 


Methanosarcinales; Methanosaetaceae; Methanosaeta. 
44070 44014 19 75 gi|254971297|ref|NR_028215.1| Haloferax 
16S ribosomal RNA, partial sequence 42769 44237 Haloferax denitrificans Archaea; 


lobacteriales; 


54655 54599 19 


113141 113085 19 


haeota; Halobacteria; 


122188 122132 19 


alobacteria; 
123651 123595 19 


Halobacteriaceae; 


ibosomal RNA, partial sequence 


Halofe 


75 gi 


16S ribosomal RNA, partial sequence 53363 54799 
haeota; Methanomicrobia; Methanocellale 
408672 Archaea_16S 


75 gi 


75 gi 


Halobacte 
75 gi 


111838 11330 
Halobacteriales; 


rax. 
254971246 


s; Methano 
254971294 


Halobacter 
254971286 


riaceae; H 
254971285 


RNA, partial sequence 122368 123771 Haloferax volcanii Archaea; 


ref|NR_028164.1 


cellaceae; 
ref |NR_028212.1 


iaceae; 
ref |NR_028204.1 


aloferax. 
ref|NR_028203.1 


alobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 
47109 47053 19 75 gi|254971295|ref|NR_028213.1| Haloferax gibbonsii 
somal RNA, partial sequence 45807 47276 Haloferax gibbonsii Archaea; Euryarchaeota; 


Methanocella 


Methanocella paludicola SANAE 
Methanocella. 


Haloferax mediterranei 


9 Haloferax mediterranei ATCC 33500 
Haloferax. 


Haloferax 


7 Haloferax sulfurifontis Archaea; 


Haloferax volcanii DS 


Euryarchaeota; 


lobacteriales; Halobacteriaceae; Haloferax. 

170030 169974 19 75 gi|254971252|ref|NR_028170.1| Halogeometricum 
11551 16S ribosomal RNA, partial sequence 168746 170196 Halogeometricum borinquense 
a; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halogeometricum. 

177419 177363 19 75 gi|254971247|ref|NR_028165.1| Haloferax prahovense 
1 RNA, partial sequence 176132 177566 Haloferax prahovense Archaea; Euryarchaeota; 
lobacteriales; Halobacteriaceae; Haloferax. 

186412 186356 19 75 gi|254971240|ref|NR_028158.1| Haloferax lucentense 
omal RNA, partial sequence 185109 186581 Haloferax lucentense Archaea; Euryarchaeota; 
lobacteriales; Halobacteriaceae; Haloferax. 

195271 195215 19 75 gi|254971233|ref|NR_028151.1| Haloferax alexandrinus 

RNA, partial sequence 193968 195439 Haloferax alexandrinus Archaea; 
alobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

5807 5752 20 75 gi| 265678837 |ref|NR_029142.1| Natronorubrum 
train AD2 16S ribosomal RNA, partial sequence 4542 5942 Natronorubrum 
rchaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

7256 7201 20 75 gi| 265678836 |ref|NR_029141.1| Natronorubrum aibiense 
ibosomal RNA, partial sequence 5993 7388 Natronorubrum aibiense Archaea; 
alobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

11729 11674 20 75 gi|265678819|ref|NR_029124.1| Natrialba taiwanensis 
bosomal RNA, partial sequence 10428 11897 Natrialba taiwanensis Archaea; 
alobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

45589 45534 20 75 gi|254971296|ref|NR_028214.1| Natrialba asiatica 

172P1 16S ribosomal RNA, partial sequence 44288 45756 Natrialba asiatica Archaea; Euryarchaeota; 


Halobacteria; Ha 


408672 Archaea_16S 


A33 16S ribosoma 
Euryarchaeota; H 


408672 Archaea_16S 
ribosomal RNA, partial sequence 
Halobacteriales; 


gregoryi SP2 16S 
Euryarchaeota; H 


408672 Archaea_16S 
saccharevitans AB14 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Archaea; 


AJ2 16S ribosoma 
Halobacteria; Ha 


408672 Archaea_16S 


Euryarchaeota; 
408672 Archaea_16S 


alobacteria; 
117679 117624 20 


Halobacteria; 
126646 126591 20 
1 RNA, partial sequence 
lobacteriales; 
140140 140085 20 


Halobacte 
75 gi 


75 gi 


125343 126816 Natrinema 
Halobacteriaceae; Natrin 


75 gi 


99673 10113 


riaceae; N 
254971290 
11637 
Halobacter 
254971281 


ema. 
254971272 


atronobacterium. 
ref |NR_028208.1 
8 117849 Halote 
iaceae; Haloterr 
ref|NR_028199.1 


ref|NR_028190.1 


altunense Archaea; 


lobacteriales; Halobacteriaceae; Natrialba. 

62109 62054 20 75 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
1 RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
alobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

100972 100917 20 75 gi|254971305|ref|NR_028223.1| Natronobacterium 


9 Natronobacterium gregoryi Archaea; 


Haloterrigena 
rrigena saccharevitans 
igena. 

Natrinema altunense 
Euryarchaeota; 


Haloterrigena salina 


XH-65 16S ribosomal RNA, partial sequence 138837 140257 Haloterrigena salina Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloterrigena. 

408672 Archaea_16S 143064 143009 20 75 gi|254971270|ref|NR_028188.1| Natrinema ejinorense 
EJ-57 16S ribosomal RNA, partial sequence 141762 143179 Natrinema ejinorense Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

408672 Archaea_16S 144511 144456 20 75 gi|254971269|ref|NR_028187.1| Halobacterium 
noricense Al 16S ribosomal RNA, partial sequence 143230 144663 Halobacterium noricense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

408672 Archaea_16S 153504 153449 20 75 gi|254971263|ref|NR_028181.1] Natrialba 


chahannaoensis C112 16S ribosomal RNA, partial sequence 


Archaea; 


Euryarchaeota; 


Halobacteria; 


Halobacteriales; 


152202 153673 Natrialba chahannaoensis 
Halobacteriaceae; Natrialba. 


408672 Archaea_16S 161064 161009 20 75 gi|254971258|ref|NR_028176.1 
16S ribosomal RNA, partial sequence 159778 161224 Natrialba aegyptia Archaea; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

408672 Archaea_16S 165562 165507 20 75 gi|254971255|ref|NR_028173.1 
thermotolerans PR5 16S ribosomal RNA, partial sequence 164277 165727 Halote 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloterr 
408672 Archaea_16S 174516 174461 20 75 gi| 254971249 |ref|NR_028167.1 
16S ribosomal RNA, partial sequence 173215 174619 Natrinema gari Archaea; 
Halobacteriales; Halobacteriaceae; Natrinema. 

408672 Archaea_16S 180383 180328 20 75 gi|254971244|ref|NR_028162.1 
innermongolicus N-1311 16S ribosomal RNA, partial sequence 179100 180534 Natron 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
Natronolimnobius. 

408672 Archaea_16S 187908 187853 20 75 gi|254971239|ref|NR_028157.1 
thermophila PT 16S ribosomal RNA, partial sequence 186632 188034 Methanosaeta 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaet 
408672 Archaea_16S 196773 196718 20 75 gi|254971232|ref|NR_028150.1 
XF10 16S ribosomal RNA, partial sequence 195490 196927 Natrinema versiforme 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

408672 Archaea_16S 201220 201165 20 75 gi|254971229|ref|NR_028147.1 
tibetense GA33 16S ribosomal RNA, partial sequence 199917 201390 Natronorubrum 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 
408672 Archaea_16S 202722 202667 20 75 gi|219878416|ref|NR_025555.1 
salinarum strain 91-R6 16S ribosomal RNA, partial sequence 201441 202874 Haloba 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobact 
408672 Archaea_16S 84421 84360 19 80 gi|254971318|ref|NR_028236.1 
stadtmanae DSM 3091 16S ribosomal RNA, partial sequence 83122 84546 Methan 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; 
408672 Archaea_16S 131160 131107 25 78 gi|254971278|ref|NR_028196.1 
K-3 16S ribosomal RNA, partial sequence 129880 131321 Thermococcus stetteri 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

408672 Archaea_16S 51640 51580 20 80 gi|254971284|ref|NR_028202.1 
beijingense 8-2 16S ribosomal RNA, partial sequence 50371 51786 

Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanob 
408672 Archaea_16S 116158 116102 19 75 gi|254971291|ref|NR_028209.1 
ZJ206 16S ribosomal RNA, partial sequence 114855 116327 Haloferax larsenii Ar 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

408672 Archaea_16S 162551 162491 20 80 gi|254971257|ref|NR_028175.1 


congolense C 16S 
Euryarchaeota; M 


aerocolonigenes 
aerocolonigenes 
Actinosynnematac 


strain ATCC 3941 
Bacteria; Actino 
Kribbella. 


strain DSM 44267 
Actinobacteria; 


strain LM 161 16 
Actinobacteria; 


strain DSA1 16S 
Actinobacteria; 


strain 216 16S r 
Actinobacteria; 
Luteococcus. 


strain CCUG 3389 
Bacteria; Actino 
Luteococcus. 


hassiacum strain 
Bacteria; Actino 
Mycobacterium. 

4 
strain M069 16S 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


12704 Bacteria_ 


ribosomal RNA, partial sequence 
ethanobacteria; Methanobacteriales; Met 
16S 913465 913572 8 116 gi 
train NRRL B-3298 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacteri 
eae; Lechevalieria. 
16S 2660351 2660458 8 116 gi 
9 16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomycet 


s 


16S 3153360 3153467 8 116 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 1300499 1300593 8 102 gi 
S ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Prop 
16S 4112003 4112097 8 102 gi 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Prop 
16S 708333 708426 8 101 gi 
ibosomal RNA, partial sequence 


Actinobacteridae; Actinomycetales; Prop 


16S 
7 
b 


1219244 1219337 8 101 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


16S 3722071 3722164 8 101 gi 
3849 16S ribosomal RNA, partial sequen 


161275 16272 


hanobacter 
265678436 
artial seq 
dae; Actin 


219857217 
26592 
Prop 


ales; 


219846820 


16S ribosomal RNA, partial sequence 3152235 31537 


ococcineae 
219846779 


1299363 13008 


ionibacter 
219846144 


4110861 41123 


ionibacter 
265678577 


707255 70861 


ionibacter 


219878368 

12181 
ales; Prop 
219846420 
ce 37209 


bacteria; Actinobacteridae; Actinomycetales; Cory 
16S 46431 46523 8 100 gi| 265679033 
ribosomal RNA, partial sequence 45374 46777 


iace 
ref 

uenc 

omyc 


ae; Methanob 
NR_028738.1 
e 912332 
etales; Pseu 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae 


v 


ref|NR_026412.1 


; In 
ref 


trasporangia 
NR_026371.1 


inea 
ref 


e; Nocardioi 
NR_025734.1 


inea 
ref 


e; Nocardioi 
NR_028882.1 
ineae; Propionib 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 
ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


Euryarchaeota; 


Natrialba aegyptia 40 


Euryarchaeota; 


Haloterrigena 
rrigena thermotolerans 
igena. 

Natrinema gari HIS40-3 
Halobacteria; 


Natronolimnobius 
olimnobius 


iaceae; 


Methanosaeta 


thermophila PT Archaea; 
a. 


Natrinema versiforme 
Archaea; Euryarchaeota; 


Natronorubrum 
tibetense Archaea; 


Halobacterium 

cterium salinarum 
erium. 

Methanosphaera 
osphaera stadtmanae 
Methanosphaera. 
Thermococcus stetteri 
Archaea; Euryarchaeota; 


Methanobacterium 


Methanobacterium beijingense Archaea; 


acterium. 
Haloferax larsenii 
chaea; Euryarchaeota; 


Methanobacterium 


7 Methanobacterium congolense Archaea; 


acterium. 
Lechevalieria 
913840 Lechevalieria 
donocardineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


ref |NR_029341.1 
Mycobacterium 


Mycobacterium goodii 
goodii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


412704 Bacteria_16S 66286 66393 8 116 gi|265679020|ref|NR_029328.1 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae 
412704 Bacteria_16S 108604 108696 8 100 gi|265678990|ref|NR_029298.1 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 

412704 Bacteria_16S 116351 116443 8 100 gi| 265678985 |ref|NR_029293.1 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

412704 Bacteria_16S 124016 124123 8 116 gi|265678980|ref|NR_029288.1 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
412704 Bacteria_16S 137633 137740 8 116 gi|265678971|ref|NR_029279.1 
strain 27 16S ribosomal RNA, partial sequence 136495 13800 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
412704 Bacteria_16S 139192 139299 8 116 gi|265678970|ref|NR_029278.1 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
412704 Bacteria_16S 140721 140828 8 116 gi| 265678969 |ref|NR_029277.1 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
412704 Bacteria_16S 226264 226356 8 100 gi|265678912|ref|NR_029220.1 


strain 2502 16S r 


ibosomal RNA, partial sequence 


225125 22658 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


1 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
412704 Bacteria_16S 227771 227863 8 100 gi| 265678911 |ref 
aichiense strain 49005 16S ribosomal RNA, partial sequence 22663 


Bacteria; Actinob 
Mycobacterium. 


412704 Bacteria_16S 


strain 47001 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
12704 Bacteria_16S 


4 
strain 358 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
412704 Bacteria_16S 


novocastrense str 
novocastrense Bac 
Mycobacteriaceae; 


412704 Bacteria_16S 


strain F 628 16S 


strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 


412704 Bacteria_16S 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


412704 Bacteria_16S 


strain YIM 31530 


229277 229369 8 100 
ribosomal RNA, partial sequence 


gi 


230785 230877 8 100 
bosomal RNA, partial sequence 


gi 


243262 243354 8 
ain 73 16S ribosomal RNA, 


100 gi 


Mycobacterium. 
297741 297833 8 100 
ribosomal RNA, partial sequence 


gi 


334351 334443 8 100 gi 
16S ribosomal RNA, partial sequence 


397719 397826 8 116 gi 
in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 
Cellulomonas. 

462512 462604 8 


v 


100 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


412704 Bacteria_16S 
n W6743 16S ribosomal RNA, partial seq 


brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 


412704 Bacteria_16S 


boenickei strain 
Bacteria; Actinob 
Mycobacterium. 

4 
strain FI-0169 16 


12704 Bacteria_16S 


479210 479302 8 100 


gi 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

480759 480851 8 100 gi 
W5998 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


531352 531444 8 100 
S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Mycobacterium avi 


sychrotolerans s 
sychrotolerans B 
ycobacteriaceae; 


4 
Pp 
Pp 
M 
4 


12704 Bacteria_16S 


12704 Bacteria_16S 


um complex (MAC). 

538991 539083 8 100 gi 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 


581465 581557 8 100 


gi 


acteria; Actinobacteridae; Actinomycet 
228138 22959 
Cory 


229646 23110 
Cory 


complete seq 
teria; Actinobacteria; Actinobacterida 


296587 29794 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
412704 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 461374 46285 


530243 53169 


ales; Cory 


265678910 


nebacterin 
265678909 


nebacterin 
265678900 
uence 


265678862 


nebacterin 
265678838 
33324 
ales; Cory 
265678790 
equence 
Actinomy 


265678743 


ionibacter 
265678732 
uence 
Actinomyc 


265678731 
nce 47962 
ales; Cory 
265678698 


nebacterin 


265678693 
sequence 
dae; Actin 


265678665 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 


2 228087 Mycob 
neba 


ref 


ref 


ref 


242123 24363 
e; Actinomycet 


ref 


9 Mycobacterium 
eae; 


ref 


5 334704 Mycob 
neba 


ref 


396579 39809 
ceta 


ref 


ref 


Mycobacteri 
NR_029219.1 
a 
cterineae; 


NR_029218.1 


5 Mycobacterium 
eae; 


Mycobacteri 
NR_029217.1 


3 Mycobacterium 
eae; 


Mycobacteri 
NR_029208.1 
9 
e 


ales; Coryn 


NR_029168.1 


Mycobacteri 
NR_029143.1 
a 
cterineae; 


NR_029095.1 
4 
fe} 


les; Microc 


NR_029048.1 


e; Nocardioi 
NR_029037.1 


478074 479572 


etal 


ref 


ref 


4 Mycobacterium 
eae; 


ref 


537853 53933 
omyc 


ref 


es; Coryneba 


NR_029036.1 


3 481120 Mycoba 
neba 


cterineae; M 
NR_029003.1 


Mycobacteri 
NR_028998.1 
3 


Cory 


etales; 


M 


M 


; Bogoriella. 


Mycobacterium 
Mycobacterium 
terineae; 


Mycobacterium 
Mycobacterium 


cterineae; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
bacterineae; 


Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Cellulomonas 
Cellulomonas 


ccineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
inea 


daceae; Kribbella. 
Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 
nebacterineae; 


NR_028970.1 


Mycobacterium 


580337 581817 Mycobacterium 


pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 
4 
holsaticum strain 
Bacteria; Actinob 
Mycobacterium. 


strain E846 16S r 


12704 Bacteria_16S 


412704 Bacteria_16S 


Mycobacterium. 
617941 618033 


625349 625441 


8 


8 


ibosomal RNA, partial sequence 


100 gi 


1406 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


100 gi 


265678640 
61679 
ales; 


265678635 


624219 62572 


ref|NR_028945.1| Mycobacterium 
5 618320 Mycobacterium holsaticum 


Corynebacterineae; Mycobacteriaceae; 


ref |NR_028940.1 
5 Mycobacterium 


Mycobacterium palustre 
palustre Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
412704 Bacteria_16S 675439 675546 8 116 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
412704 Bacteria_16S 712936 713028 8 100 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
412704 Bacteria_16S 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 
auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


strain LK2-10 16S 


Micromonospora. 


412704 Bacteria_16S 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


714495 714587 


811608 811700 


Mycobacterium. 


e; Micromonospora. 


8 


8 


1031766 1031858 8 
n TT1-11 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


1048686 1048778 8 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


1113430 1113522 8 


100 gi 


E347 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


100 gi 


100 gi 
100 


gi 


100 gi 


Cory 


icrobacterium. 


44233 Bacteria; 
Nakamurella. 


Proteobacteria; 
4 


£ 

frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Co 
Mycobacteriaceae; Mycobacterium. 

412704 Bacteria_16S 1251019 1251111 8 100 gi|219857412|ref|NR_025000.1 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

412704 Bacteria_16S 1349584 1349691 8 116 gi|228720600|ref|NR_027595.1 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sang 
Sanguibacter. 

412704 Bacteria_16S 1417219 1417311 8 100 gi| 224581447 |ref|NR_027229.1 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharomonospora. 

412704 Bacteria_16S 1452490 1452582 8 100 gi|224581419|ref|NR_027200.1 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 145284 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
Micromonosporaceae; Micromonospora. 

412704 Bacteria_16S 1476594 1476686 8 100 gi| 219878445 |ref|NR_025584.1 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 147693 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

412704 Bacteria_16S 1561149 1561241 8 100 gi| 219846147 |ref|NR_025737.1 


4 

halophilum strain 
Bacteria; Actinob 
M 
4 


12704 Bacteria_16S 
multipartita DSM 


412704 Bacteria_16S 
strain R-4079 16S 


12704 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae; 
412704 Bacteria_16S 
rederiksbergense 


76 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


1161850 1161957 8 116 gi 
44233 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Actin 


1228372 1228475 12 116 

ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
1234461 1234568 8 116 gi 
rain DSM 13468 16S ribosomal RNA, part 


gi 


Microbacterium. 


1235974 1236066 8 100 gi 


cteria; Actinobacteria; Actinobacteridae; 


265678573 
71335 
ales; 


265678505 


265678357 
Actinomyc 


265678346 


1047573 10490 
omonosporineae; 


265678300 
e 11123 
ales; 


228721225 
nce 11607 


omycetales 


219878281 


1227244 12287 
seudomonadaceae; 


219878266 
ia 


219878254 


strain DSM 44346 16S ribosomal RNA, partial sequenc 


canariasense strain 502329 16S ribosomal RNA, partial sequence 


nebacterineae; 


Corynebacterineae; 


rtial sequ 
e; Actinomycet 


Mycobacteri 
ref |NR_028878.1 
9 714869 Mycob 


aceae; Mycobacterium. 
Mycobacterium 

acterium botniense 

Mycobacteriaceae; 


ref 
ence 


NR_028808.1| Mycobacterium 

810468 811984 Mycobacterium 
ales; Corynebacterineae; 
ref|NR_028659.1| Micromonospora 
1030633 1032114 Micromonospora 
etales; Micromonosporineae; 


ref|NR_028648.1| Micromonospora eburnea 
49 Micromonospora eburnea Bacteria; 
Micromonosporaceae; 


ref|NR_028601.1 
07 1113789 Microb 


Microbacterium 


Micrococ 


1 sequence 1233340 12348 
Actinomycetales; 


cineae; Micr 


ref|NR_027604.1 
39 1162206 Nakamu 
; Frankineae; Na 
ref |NR_025420.1 
Cellvibri 
NR_025405.1 
1 
Micro 


ref 


ref|NR_025393.1 


e 123486 


acterium halophilum 
obacteriaceae; 


Nakamurella 
rella multipartita DSM 


kamurellaceae; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Microbacterium 

7 Microbacterium 

coccineae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 


ycobacteriaceae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Micromonospora 
3 Micromonospora 
osporineae; 


avium 
avium 


Mycobacterium 
6 Mycobacterium 
acterineae; 


1560055 156148 


Mycobacterium 
7 Mycobacterium 


canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


412704 Bacteria_16S 1626494 1626601 8 116 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

412704 Bacteria_16S 1666156 1666263 8 116 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

412704 Bacteria_16S 1727110 1727202 8 100 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

412704 Bacteria_16S 1728649 1728741 8 100 gi|219878389|ref|NR_025528.1| Mycobacterium pulveris 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium pulveris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
412704 Bacteria_16S 1730185 1730277 8 100 gi|219878388|ref|NR_025527.1| Mycobacterium agri 


strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
412704 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


paurometabola str 
paurometabola Bac 


Cellulomonadaceae 


strain DSM 46000 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
12704 Bacteria_16S 


4 
humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


412704 Bacteria_16S 


smegmatis strain 
smegmatis Bacteri 
Mycobacteriaceae; 


412704 Bacteria_16S 


heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; 


412704 Bacteria_16S 


aquiterrae strain 
Bacteria; Actinob 
Nocardioides. 


412704 Bacteria_16S 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 


4 
africanum strain 
africanum Bacteri 
Mycobacteriaceae; 
4 
scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


412704 Bacteria_16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


ne 
1731698 1731790 8 100 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1806040 1806147 8 116 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1807578 1807685 8 


s 


al 
e; 


v 


116 gi 
oc 
1867069 1867161 8 100 gi 
4 16S ribosomal RNA, partial sequence 


1900909 1901016 8 116 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Ornithinimicrobium. 

1949194 1949301 8 116 gi 

333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


se 
Ac 


ue 
ti 


v 


2034325 2034417 8 100 gi 
ATCC 19420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

2091107 2091199 8 100 gi 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 
Mycobacterium. 
2100263 2100355 8 
GwW-9 1 
acteria 


1 


100 gi 
6S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


nc 
al 


v 


2112499 2112591 8 

6482 1 
acteria 
cobacte 


100 gi 
6S ribosomal RNA, partial seque 
; Actinobacteridae; Actinomycet 
rium tuberculosis complex. 
2129171 2129263 8 100 gi 
ATCC 25420 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculos 
2130649 2130741 8 100 gi 
in ATCC 19981 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

2132154 2132246 8 100 gi 
ATCC 27282 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


ne 
al 


219878387 
Actinomyc 


219878332 


219878331 
16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


412704 Bacteria_16S 219878290 


omonospori 
219878263 


219878229 


219878172 


219878129 


ae; 


219878122 


219857660 


219857649 


219857648 


219857647 


bacterineae; 
ref 
equence 


etal 


ref 
sequenc 
Actinomycet 


ref 


; Ce 
ref 


occineae 


18659 
neae 
ref 
quence 
tinomycetale 
ref 
nce 
nomycetales; 
ref 
quenc 
inomy: 


e 
cetales 
ref 

seque 
Act 


nce 


: inomyce 


ref 
20991 
Prop 


e 
es; ioni 
ref 
21113 
Cory 


e 
es; neba 
ref 
2 
ales 
ex. 
ref 


quence 
inomycet 
is compl 


sequenc 
Actinomyceta 
ref 

2 
ales 


quence 
inomycet 


412704 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
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412704 Bacteria_16S 2891627 2891719 8 100 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

412704 Bacteria_16S 2941691 2941783 8 100 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

412704 Bacteria_16S 2943207 2943299 8 100 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

412704 Bacteria_16S 2958268 2958375 8 116 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

412704 Bacteria_16S 2959729 2959836 8 116 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

412704 Bacteria_16S 2970456 2970548 8 100 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

412704 Bacteria_16S 3046484 3046591 8 116 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 

412704 Bacteria_16S 3103699 3103791 8 100 gi|219846853|ref|NR_026445.1| Verrucosispora 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 3102586 3104047 Verrucosispora 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Verrucosispora. 

412704 Bacteria_16S 3226270 3226377 8 116 gi|219846770|ref|NR_026362.1| Janibacter limosus 
strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 3226621 Janibacter limosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
412704 Bacteria_16S 3324849 3324941 8 100 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

412704 Bacteria_16S 3326376 3326468 8 100 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

412704 Bacteria_16S 3327897 3327989 8 100 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

412704 Bacteria_16S 3329416 3329508 8 100 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

412704 Bacteria_16S 3333968 3334060 8 100 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
412704 Bacteria_16S 3336958 3337050 8 100 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
412704 Bacteria_16S 3338467 3338559 8 100 gi|219846693|ref|NR_026285.1| Mycobacterium 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 3338813 Mycobacterium 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

412704 Bacteria_16S 3339979 3340071 8 100 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

412704 Bacteria_16S 3341503 3341595 8 100 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
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2 Mycobacterium 
erineae; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 


monosporineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Spirilliplanes 

6 Spirilliplanes 
monosporineae; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Nocardioides 
7 Nocardioides 


ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 


strain JC1078 16S 


nebraskense strai 
nebraskense Bacte 
Mycobacteriaceae; 


parascrofulaceum 
parascrofulaceum 


Mycobacteriaceae; 


strain M175 16S r 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


4054582 4054674 8 100 gi|219846184|ref|NR_025774.1 
ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
4063616 4063708 8 100 gi|219846177|ref|NR_025767.1 
n UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 406399 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacterium. 
4074223 4074315 8 100 gi|219846170|ref|NR_025760.1 
strain HSC68 16S ribosomal RNA, partial sequence 4073095 407456 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacterium. 
4234078 4234170 8 100 gi| 219846046 |ref|NR_025636.1 
ibosomal RNA, partial sequence 4232932 4234422 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
265810 265897 8 95 gi| 265678883 |ref|NR_029189.1 


strain MCRL 0044 


412704 Bacteria_16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


4 
strain AS4.0578 1 


12704 Bacteria_16S 


878255 878342 8 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


strain LM 036 16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


881262 881349 8 95 gi 
37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1440364 1440451 8 95 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


strain NRRL B-162 


412704 Bacteria_16S 


1540120 1540207 8 95 gi 
38 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


strain MK27-91F2 


412704 Bacteria_16S 


1574645 1574732 8 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


4 
strain JCM 9114 1 


12704 Bacteria_16S 


1576171 1576258 8 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


4 
elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 
4 
N. 


RRL B-24104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
412704 Bacteria_16S 


IFO 16102 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
412704 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


subtile strain F3 
Bacteria; Actinob 


denticolens strai 
denticolens Bacte 
arascardovia. 


P 
4 
palleroniana stra 
palleroniana Bact 
Pseudomonas. 

4 
microaerophilum s 
microaerophilum B 
Propionibacteriac 


strain R-4069 16S 
Proteobacteria; G 


caeruleus subsp. 


Actinomycetales; 
4 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 
caeruleus strain DSM 44103 16S ribosomal RNA, pa 
Couchioplanes caeruleus subsp. 


12704 Bacteria_16S 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 


2053016 2053103 8 95 gi 
DSM 44368 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

Mycobacterium. 

2342888 2342975 8 95 

ribosomal RNA, partial sequence 


gi 


Pseu 
2940170 2940257 8 gi 


osomal RNA, partial sequence 


95 


Pseu 
282400 282494 7 101 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

335894 335980 8 94 gi 
95 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Bifidobacte 
337461 337547 8 94 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


459510 459588 12 90 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


855559 855641 8 90 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

1229908 1229986 12 90 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1494872 1494954 8 90 gi 


gi 


Micromonosporineae; Micromonosporaceae 
1532492 1532574 8 90 gi 


16S ribosomal RNA, partial sequence 264725 26613 


donocardin 
265678460 


6S ribosomal RNA, partial sequence 877138 87856 


donocardin 
265678458 

88012 
ales; Pseu 


224581428 


1439230 14407 


donocardin 
219857376 

15389 

donocardin 
219856868 


16S ribosomal RNA, partial sequence 1573526 15750 


donocardin 
219856867 


6S ribosomal RNA, partial sequence 1575051 15765 


donocardin 
219878157 

sequence 

Actinomyce 


219857500 


2341772 23432 


donocardin 
219856830 


2939058 29405 


donocardin 
265678872 


281272 28276 


Eubacteriu 
265678834 
33475 
riales; Bi 
265678833 
quence 
Bifidobac 


265678745 
1 sequence 
ria; Pseud 


265678475 
equence 


dae; Actin 


219878280 


1228770 12302 


seudomonad 
219846703 


; Couchiop 
219857427 


Pseudonocar 
NR_028763.1 


eae; 
ref 


eae; Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 


ref|NR_027210.1 
eae; Actinosynne 
ref |NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref |NR_024687.1 


Actinosynne 
NR_024686.1 


eae; 
ref 


eae; Actinosynne 
ref |NR_025296.1 

2051875 205339 
tales; Corynebac 
ref|NR_025088.1 


Pseudonocar 
NR_024649.1 


eae; 
ref 


Actinosynne 
NR_029178.1 


eae; 
ref 


m. 
ref |NR_029139.1 
5 336267 Bifido 
fidobacteriaceae 
ref |NR_029138.1 
336318 337835 
teriales; Bifido 


ref |NR_029050.1 
458401 459808 
omonadales; Pseu 


ref|NR_028778.1 

854408 855931 
omycetales; Prop 
ref|NR_025419.1 
acea 


ref 
rtia 


e; Cellvibri 
NR_026295.1 
1 sequence 


lanes. 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Mycobacterium 

2 Mycobacterium 

cterineae; 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Mycobacterium 

1 Mycobacterium 

terineae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Eubacterium infirmum 


7 Eubacterium infirmum Bacteria; 


Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Parascardovia 
Parascardovia 
bacteriaceae; 


, 


Pseudomonas 
Pseudomonas 
domonadaceae; 


Propionibacterium 
Propionibacterium 


ionibacterineae; 


Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


ref|NR_025015.1 


153135 


Micromonospora 
9 1532864 Micromonospora 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


4 


Proteobacteria; 
4 


irmicutes; 


Actinobacteria; 


Proteobacteria; 


Actinobacteria; 


Actinobacteria; 


strain ATCC 4996 


12704 Bacteria_16S 
strain SP1402 16S 


12704 Bacteria_16S 
strain ATCC 35585 


E 

412704 Bacteria_16S 
propionicum strain DSM 43307 16S ribosomal RNA, partial 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriac 
412704 Bacteria_16S 
avidum strain DSM 


412704 Bacteria_16S 
strain Lp2 16S ribosomal RNA, partial sequence 


1579256 1579334 12 90 

ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
2060641 2060735 7 101 gi 


gi 


eae; Propionibacterium. 


2082047 2082129 8 90 gi 


2493038 2493132 8 102 
ribosomal RNA, partial sequence 


gi 


2529374 2529452 12 90 gi 


2626933 2627015 8 90 gi 


Tessaracoccus. 
2804344 2804426 8 


90 gi 


2814886 2814980 8 102 gi 


Actinobacteridae; Actinomycetales; Microc 
412704 Bacteria_16S 


2859259 2859337 12 90 gi 


8 16S ribosomal RNA, partial sequence 


4901 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Propionibacterium. 
412704 Bacteria_16S 
strain T1-X7 16S 
Actinobacteridae; Actinomycetales; Microc 
412704 Bacteria_16S 
strain ATCC 4973 


219846381 
1578118 15795 
se 


219878135 
20809 


e 
es; 


219857388 
2491905 24933 
occineae; 
219857358 
16S ribosomal RNA, partial sequence 2528225 25296 
Gammaproteobacteria; Pseudomonadales; Pse 
412704 Bacteria_16S 
bendigoensis strain Benl06 16S ribosomal RNA, partial s 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; 
412704 Bacteria_16S 

strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 28047 


uence 


219857114 


udomonadaceae; 
219878150 


equence 
Actinomycetales; Propioni 


udomonadaceae; 

219857247 
eq 
Actinomyceta 


ref|NR_025972.1 


ref |NR_025289.1 


16S ribosomal RNA, partial sequence 2059520 2060972 Eubact 
Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
2077377 2077459 8 90 gi|219878138|ref|NR_025277.1 


2076251 207775 


ref|NR_025274.1 


ref |NR_024976.1 
49 Tetrasphaera 
Intrasporangi 


ref|NR_024946.1 


ref |NR_024877.1 
2625807 262727 
les; Propion 


ref |NR_024742.1 
Micromonos 
ref|NR_024735.1 
09 Tetrasphaera 
Intrasporangia 
ref |NR_024704.1 
10 2859620 Pseudo: 


23 2082426 Propio 
Propionibacterineae; 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 
Pseudomon 


as. 
Eubacterium sulci 
erium sulci Bacteria; 


Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
nibacterium avidum 


Propionibacteriaceae; 


Tetrasphaera japonica 


japonica Bacteria; 
a 


ceae; Tetrasphaera. 
Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 
Pseudomon 


as. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Actinoplanes digitatis 


01 Actinoplanes digitatis Bacteria; 
Actinobacteridae; Actinomycetales; Micromonosporineae; 
219857107 
2813767 28152 
occineae; 
219856885 
28581 


poraceae; Actinoplanes. 
Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Pseudomonas lundensis 
monas lundensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
412704 Bacteria_16S 3335462 3335544 8 90 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

412704 Bacteria_16S 1126 1207 8 89 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharomonospora. 


Pseudonocardineae; 


P 


seudonocardiaceae; 


412704 Bacteria_16S 385502 385579 12 89 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

412704 Bacteria_16S 445706 445783 12 89 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

412704 Bacteria_16S 450295 450376 8 89 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 


xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Actinosynnematac 


412704 Bacteria_16S 


strain CFBP 2022 
Proteobacteria; 


412704 Bacteria_16S 


strain DLE411J 1 
Proteobacteria; 


412704 Bacteria_16S 


strain P 513/19 
Proteobacteria; 


412704 Bacteria_16S 


strain P 527/13 
Proteobacteria; 


412704 Bacteria_16S 


strain P 538/23 
Proteobacteria; 
4 
strain 520-20 16 


12704 Bacteria_16S 


Saccharothrix. 
458058 458135 12 


eae; 
89 gi 
Gammaproteobacteria; Pseudomonadales; P 
471607 471684 12 89 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
555800 555877 12 89 gi 
al 
Gammaproteobacteria; Pseudomonadales; P 
557342 557419 12 89 gi 
1 
Gammaproteobacteria; Pseudomonadales; P 
558886 558963 12 89 gi 
1 
Gammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 456977 45835 


470446 47199 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


e; Actinom 
265678746 


seudomonad 
265678737 


seudomonad 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 


640687 640764 12 89 gi 
S ribosomal RNA, complete sequence 


ycetales; 
ref|NR_029051.1 


aceae; 
ref|NR_029042.1 


aceae; 
ref |NR_028987.1 


aceae; 
ref |NR_028986.1 


aceae; 
ref|NR_028985.1 


aceae; 


265678624 


ref|NR_028929.1 


Pseudonocardineae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 
Pseudomonas. 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 
Pseudomonas. 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 
Pseudomonas. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 
Pseudomonas. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 
Pseudomonas. 


Pseudomonas kilonensis 


639529 641056 Pseudomonas kilonensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


412704 Bacteria_16S 672456 672533 12 89 gi|265678601|ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

412704 Bacteria_16S 754845 754922 12 89 gi| 265678543 |ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
412704 Bacteria_16S 785576 785653 12 89 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

412704 Bacteria_16S 790112 790193 8 89 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 


strain J72 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
412704 Bacteria_16S 915023 915104 8 89 gi| 265678435 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, part 


Actinomycetales; 


strain CIP 104663 
Proteobacteria; G 
4 
DSM 43247 16S rib 
Bacteria; Actinob 


412704 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


412704 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


412704 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


412704 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


412704 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


roteolytica stra 
roteolytica Bact 
seudomonas. 


Bot O ® 


strain CMS 38 16S 
Proteobacteria; G 


412704 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


412704 Bacteria_16S 


strain CFBP 2341 
Proteobacteria; 

4 
strain TO1 16S ri 
Proteobacteria; G 


G 


alophila strain 
alophila Bacteri 
seudonocardiacea 


4 
h 
h 
P 
4 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
4 
strain Ps 9-14 16 
Proteobacteria; G 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


bosomal RNA, partial sequence 


Pseudonocardineae; Actinosynnemataceae; 


961485 961562 12 89 gi 

16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
1351113 1351194 8 89 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1415692 1415769 12 89 gi 


se 


al 


ammaproteobacteria; Pseudomonadales; P 
1536996 1537077 8 89 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1538559 1538640 8 89 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1541669 1541750 8 89 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1543229 1543310 8 89 gi 
NRRL B-24047 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 

ae; Actinokineospora. 

1641669 1641746 12 89 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


se 


al 
Ac 


1 
A 


ia 
A 


al 
Ac 


eq 
ri 


1643231 1643308 12 89 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644792 1644869 12 89 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1695111 1695188 12 89 gi 


gi 


se 


se 


ammaproteobacteria; Pseudomonadales; P 
1696655 1696732 12 89 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1887055 1887136 8 89 gi 
DSM 44411 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
e; Saccharomonospora. 

2078938 2079019 8 89 gi 
DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2144205 2144282 12 89 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


se 


se 


se 
Ac 


gi 


se 


412704 Bacteria_16S 


789013 79048 


265678404 
228720546 
1349993 13514 


224581448 
6S ribosomal RNA, partial sequence 1414552 14160 


219857378 


219857377 


219857375 


219857374 


219878449 


219878448 
1642082 16435 


219878447 
1643643 16451 


219878411 
16S ribosomal RNA, partial sequence 1693968 16954 


219878410 
1695512 16970 


219878274 


219878137 


219857639 
2143068 21445 


Actinosy 
96032 
udomonad 
es; Cory 
udomonad 
sequenc 


tinomyce 


sequence 
ctinomyc 


1 sequen 
ctinomyc 


sequenc 
tinomyce 


uence 
a; Pseud 


udomonad 


udomonad 


udomonad 


udomonad 


uence 


inomycet 


quence 
tinomyce 


udomonad 


6 Gordonia sinesedis Bacteria; 


eae; Gordoniaceae; Gordonia. 
ref |NR_028737.1| Actinosynnema 
ial sequence 913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


nnema. 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomonas. 

ref|NR_027594.1| Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_027230.1| Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
aceae; Pseudomonas. 

ref|NR_024966.1| Saccharothrix 

e 1535864 1537375 Saccharothrix 

tales; Pseudonocardineae; 


Pseudomonas veronii 
monas veronii Bacteria; 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


Saccharothrix 
5 Saccharothrix 
cardineae; 


ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


Actinokineospora 
4 Actinokineospora 
cardineae; 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


Actinokineospora 
6 Actinokineospora 
ardineae; 


ref|NR_025588.1 
1640520 164203 
omonadales; Pseu 


Pseudomonas 
1 Pseudomonas 
domonadaceae; 


ref|NR_025587.1| Pseudomonas meridiana 

92 Pseudomonas meridiana Bacteria; 

aceae; Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 

53 Pseudomonas antarctica Bacteria; 

aceae; Pseudomonas. 

ref|NR_025550.1| Pseudomonas cannabina 

61 Pseudomonas cannabina Bacteria; 

aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025413.1| Saccharomonospora 
1885917 1887421 Saccharomonospora 

ales; Pseudonocardineae; 


, 


Propionibacterium 
0 Propionibacterium 
acterineae; 


ref |NR_025276.1 
2077807 207932 
tales; Propionib 


ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
aceae; Pseudomonas. 


2145710 2145787 12 89 gi 


219857638 


umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 


ref|NR_025227.1| Pseudomonas 
2144573 2146027 Pseudomonas 


umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


extremorientalis 
extremorientalis 
Pseudomonas. 


costantinii stra 
costantinii Bact 
Pseudomonas. 
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412704 Bacteria_16S 2975079 2975156 12 89 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

412704 Bacteria_16S 3023657 3023738 8 89 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

412704 Bacteria_16S 3156520 3156609 12 101 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
412704 Bacteria_16S 3177792 3177869 12 89 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

412704 Bacteria_16S 3828817 3828894 12 89 gi|219846344|ref|NR_025934.1| Cardiobacterium 
hominis strain 6573 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
412704 Bacteria_16S 4050191 4050272 8 89 gi| 219846187 |ref|NR_025777.1| Nocardioides aestuarii 
strain JC2056 16S ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Nocardioides. 
412704 Bacteria_16S 4211272 4211353 8 89 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

412704 Bacteria_16S 33036 33143 8 116 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

412704 Bacteria_16S 43416 43504 8 96 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

412704 Bacteria_16S 73871 73978 8 116 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72131 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

412704 Bacteria_16S 85702 85790 8 96 gi| 265679006 |ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

412704 Bacteria_16S 102587 102671 12 96 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

412704 Bacteria_16S 119427 119519 8 100 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

412704 Bacteria_16S 120928 121020 8 100 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
412704 Bacteria_16S 158987 159094 8 116 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

412704 Bacteria_16S 160506 160613 8 116 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

412704 Bacteria_16S 200153 200256 12 116 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

412704 Bacteria_16S 268810 268917 8 116 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

412704 Bacteria_16S 349535 349627 8 100 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
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412704 Bacteria_16S 1102730 1102822 8 100 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
strain 14 16S ribosomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

412704 Bacteria_16S 1246572 1246679 8 116 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
412704 Bacteria_16S 1269138 1269241 12 116 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 

412704 Bacteria_16S 1280939 1281046 8 116 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

412704 Bacteria_16S 1505328 1505412 6 90 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

412704 Bacteria_16S 1529451 1529558 8 116 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

412704 Bacteria_16S 1564083 1564190 8 116 gi| 219846103 |ref|NR_025693.1| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

412704 Bacteria_16S 1673725 1673832 8 116 gi|219878426|ref|NR_025565.1]| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

412704 Bacteria_16S 1675248 1675355 8 116 gi| 219878425 |ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

412704 Bacteria_16S 1676747 1676854 8 116 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


412704 Bacteria_16S 


1678264 1678371 8 


116 


gi 


219878423 


decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 


decaplanina Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 


412704 Bacteria_16S 
strain MG 417-CF 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Amycolatopsis. 
412704 Bacteria_16S 


ostraviensis strain LMG 19434 16S ribosomal RNA, partial 


ostraviensis Bacteria; 
Cellvibrio. 
412704 Bacteria_16S 


1679785 1679892 8 


17 16S ribosomal RNA, partial 


1691988 1692091 12 
Proteobacteria; 


1698200 1698307 8 


116 gi| 219878422 |ref 
sequence 16786 
Pseu 

116 gi| 219878413 |ref 


116 


Gammaproteobacteria; 


gi 


219878409 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 16970 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 
412704 Bacteria_16S 
stellifer strain 
Bacteria; Firmicutes; 
412704 Bacteria_16S 

flaccumfaciens pv. 
Curtobacterium 
Actinomycetales; 
412704 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
412704 Bacteria_16S 


Nocardiopsaceae; 
12704 Bacteria_16S 


12704 Bacteria_16S 


strain KK19 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
412704 Bacteria_16S 
strain ATCC 19422 


412704 Bacteria_16S 


1801377 1801480 12 


Bacillales; 
1812160 1812252 8 


flaccumfaciens pv. 


1821369 1821461 8 


1877643 1877731 8 


1926310 1926417 8 


seudonocardiaceae; Amycolatopsis. 


2048347 2048450 12 


Paenibacillaceae; 
2135171 2135263 8 


2174484 2174591 8 


116 


100 


gi 


IS1 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


gi 


flaccumfaciens strain LMG 3645 16S r 


219878335 
18002 


219878328 


sequence 
Pseud 


Micrococ 


ibosomal RNA, 


ref 


Actinomycetales; 


ref 


ref 


ref 


1677147 167861 
Pseudonocardineae; 


donocardineae; 


1690867 169233 
omonadales; 


NR_025562.1 


NR_025561.1 


NR_025552.1 


NR_025548.1 


NR_025474.1 


NR_025467.1 


partial sequence 


Amycolatopsis 
0 Amycolatopsis 


Amycolatopsis japonica 


61 1680145 Amycolatopsis japonica 
Pseudonocardiaceae; 


Cellvibrio 
5 Cellvibrio 


Pseudomonadaceae; 


Microbacterium 


56 1698545 Microbacterium paraoxydans 
cineae; Microbacteriaceae; 


Paenibacillus 


19 1801737 Paenibacillus stellifer 
Paenibacillus. 


Curtobacterium 
1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; 


100 


96 


116 


116 


complete sequence 
Paenibacillus. 


100 


116 


Cur 


gi 


gi 


2 
halotolerans strain DSM 44410 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


gi 


gi 


219878322 


420/07 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


19878283 


219878244 


4 

albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequen 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; 
P 
4 


219878160 


2047168 20487 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Mycobacterium; Mycobacterium tuberculosis complex. 


gi 


219857645 
21340 


219857619 


aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 


aetherivorans Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococ 
412704 Bacteria_16S 
strain YIM 21741 


412704 Bacteria_16S 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Mic 
412704 Bacteria_16S 


cus. 
2229013 2229105 8 


2329334 2329426 8 


robacterium. 
2494525 2494617 8 


100 


100 


100 


gi 


gi 


gi 


219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219857510 
sequenc 
Actinomyc 


219857387 


australiensis strain 109 16S ribosomal RNA, partial sequence 


australiensis Bacteria; Actinobacteria; Actinobacteridae; 
Tetrasphaera. 


Intrasporangiaceae; 
412704 Bacteria_16S 
strain VKM Ac-942 


Nocardiopsis. 
412704 Bacteria_16S 
capsulata strain 


2511207 2511295 8 


2535439 2535531 8 


96 


100 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219857370 
25100 
Stre 


219857354 


Ben 108 16S ribosomal RNA, partial sequence 


capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Nocardioidaceae; 
412704 Bacteria_16S 
strain DSM 44262 


Friedmanniella. 


2613044 2613151 8 


116 


gi 


219857257 


16S ribosomal RNA, partial sequence 2611942 26134 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


412704 Bacteria_16S 


2688812 2688919 8 


116 


gi 


219857197 


tobacterium. 


tinomycetales; 


sequence 
Actinomyceta 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Mi 
ref 


etal 


ref 


ref 
ptos 
ref 
ales 
ref 


eae; 
ref 


1820242 182172 
Micrococcineae; Microbacteriaceae; 


1876505 187800 


ce 1925173 192664 
Actinomyceta 


07 Paenibacillus 


40 2135523 Mycoba 
Coryneba 


2173451 217485 
Actinomycet 


e 2328328 232964 


2493400 249486 


Actinomycet 


68 2511541 Nocard 


2534307 253578 


18 Amycolatopsis 


NR_025461.1 


NR_025422.1 
les; Strepto 
NR_025383.1 
les; Pseudon 


NR_025299.1 


NR_025234.1 
cterineae; 
NR_025208.1 
ales; Coryne 


NR_025168.1 


crobacteriac 
NR_025098.1 


es; Micrococ 
NR_024975.1 
ales; Microc 


NR_024958.1 


porangineae; 


NR_024942.1 
; Propioniba 
NR_024888.1 


Pseudonocar 


Curtobacterium 
4 Curtobacterium 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Paenibacillus borealis 
borealis Bacteria; 


Mycobacterium microti 
cterium microti 


Mycobacteriaceae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Microbacterium 
4 Microbacterium 
cineae; 


Tetrasphaera 
9 Tetrasphaera 
occineae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Nocardia sienata 


NR_024825.1 


strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


strain IFO 13911 


412704 Bacteria_16S 


2801302 2801394 8 100 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


412704 Bact 
strain IFO 12702 


Actinobacteria; Actinobacteridae; Actinomycetales; 
eria 1 


412704 Bact 
strain IFO 16238 


eria_1l 


6S 2826940 2827032 8 100 gi 


Fran 


6S 2839101 2839193 8 100 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


412704 Bact 
strain IFO 16235 


eria_l 


6S 2840661 2840753 8 100 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


412704 Bact 
strain IAM 14848 


eria_l 


6S 2900671 2900774 12 116 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


ketosireducens st 
ketosireducens Ba 


Microbacteriaceae 


strain 801 16S ri 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


2944723 2944815 8 100 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


2956810 2956917 8 116 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

3007106 3007198 8 100 
bosomal RNA, partial sequence 


’ 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


strain GraMall 16 
Proteobacteria; D 


resistens strain 
resistens Bacteri 
Microbacterium. 

4 
thiophila strain 
Bacteria; Proteob 


strain DSM 43678 
Actinobacteria; A 


dassonvillei subs 
Actinomycetales; 


strain DSM 43039 
Actinobacteria; A 


thailandense DSM 
Bacteria; Actinob 
Dactylosporangium 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


strain DSM43338 
Actinobacteria; A 


strain DSM 3133 1 
Actinobacteria; A 


strain DSM 43045 
Actinobacteria; A 


strain DSM 20145 
Actinobacteria; A 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 
Nocardiopsis dassonvillei subsp. 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16 


412704 Bacteria_16 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


3052575 3052678 12 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
3115732 3115839 8 116 gi 
DMMZ 1710 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 


116 gi 


3161142 3161230 12 100 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3250491 3250598 8 116 gi 


ctinobacteridae; Actinomycetales; Stre 
3261029 3261117 8 96 gi 
p- albirubida strain DSM 40465 16S rib 
Streptosporangineae; Nocardiopsaceae; 

3332473 3332565 8 100 gi 


ctinobacteridae; Actinomycetales; Micr 
3343029 3343121 8 100 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
3346077 3346169 8 100 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


Ss 3416071 3416178 8 116 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


Ss 3474573 3474680 8 116 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3488250 3488342 8 100 gi 


ctinobacteridae; Actinomycetales; Micr 
3504748 3504840 8 100 gi 


ctinobacteridae; Actinomycetales; Micr 
3506275 3506382 8 116 gi 


ctinobacteridae; Actinomycetales; Micr 
3507793 3507900 8 116 gi 


219857116 


16S ribosomal RNA, partial sequence 2800187 28016 


omonospori 
219856906 


16S ribosomal RNA, partial sequence 2825825 28272 


kineae; Sp 
219856898 


16S ribosomal RNA, partial sequence 2837959 28394 


ococcineae 
219856897 


16S ribosomal RNA, partial sequence 2839520 28410 


ococcineae 
219856856 


16S ribosomal RNA, partial sequence 2899524 29010 


ococcineae 
219856827 
sequence 

Actinomyc 


219856819 
ial sequen 
ae; Actino 


’ 


219846919 


3005987 30074 
occineae; 


oc 
219846887 


complete sequence 3051418 30529 


; Pelobact 
219846845 
equence 

ctinomycet 


219846815 
ce 31599 
omonadales 
219846754 


16S ribosomal RNA, partial sequence 3249381 32508 


ptosporang 
219846747 
Os 


Nocardiops 
219846697 


16S ribosomal RNA, partial sequence 3331343 33328 


omonospori 
219846689 
nce 33419 
ales; Micr 


219846687 
e 33449 
ales; Micr 
219846634 
34149 
ales; Micr 
219846593 
34734 
nebacterin 
219846584 


6S ribosomal RNA, partial sequence 3487117 34886 


ococcineae 
219846573 


16S ribosomal RNA, partial sequence 3503623 35051 
occineae; 


oc 
219846572 


16S ribosomal RNA, partial sequence 3505155 35066 


ococcineae 
219846571 


testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 


omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


ref |NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref|NR_024727.1 
oric 
ref 


hthyaceae; S 
NR_024717.1 
> Mi 
ref 


crobacteriac 
NR_024716.1 
> Mi 
ref 


crobacteriac 
NR_024675.1 
; Microbacteriac 
ref|NR_024646.1 
2943614 294507 
etales; Frankine 


ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 
ref|NR_026511.1 


crobacteriac 
NR_026479.1 


7 Mi 
ref 
eraceae; Malonom 
ref |NR_026437.1 

3114620 311608 
ales; Micrococci 


v 


ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026346.1 


inea 
ref 
pa 


e; Streptosp 
NR_026339.1 
rtial sequen 


is. 
ref|NR_026289.1 
neae; Micromonos 
ref|NR_026281.1 
03 3343371 Dactyl 


omonosporineae Hi 


ref |NR_026279.1 
50 3346425 Microm 
omonosporineae; 


ref |NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


ref |NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026176.1 
7 Ce 
ref 


1llulomonadac 
NR_026165.1 


crobacteriac 
NR_026164.1 


7 Mi 
ref 
; Microbacteriac 
ref|NR_026163.1 
3506673 350814 


Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Microbacterium 
4 Microbacterium 


coccineae; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


onas. 
Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Desulfuromonas 

uromonas thiophila 

aceae; Desulfuromonas. 
Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Nocardiopsis 
ce 3259907 3261367 


Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Micromonospora 
onospora aurantiaca 
Micromonosporaceae; 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Microbacterium 
1 Microbacterium 


testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 
412704 Bacteria_16S 
imperiale strain DSM 2053 
imperiale Bacteria; Actin 
Microbacterium. 
412704 Bacteria_16S 
strain DSM 7485 16S ribos 
Actinobacteria; Actinobac 
412704 Bacteria_16S 
strain DSM 7486 16S ribos 
Actinobacteria; Actinobac 
412704 Bacteria_16S 
strain DSM 20542 16S ribo 
Actinobacteria; Actinobac 
412704 Bacteria_16S 
strain DSM 20528 16S ribo 
Actinobacteria; Actinobac 
412704 Bacteria_16S 
strain Dfrl 16S ribosomal 
Proteobacteria; Deltaprot 
412704 Bacteria_16S 
rugatobispora strain IFO 
rugatobispora Bac 
Thermomonosporaceae; 
412704 Bacteria_16S 
michiganensis sub 


Acti 
species 


Actinomycetales; 
412704 Bacteria_16S 
strain CM2104 16S 
Actinobacteria; Actinobac 
412704 Bacteria_16S 


strain 20-5 16S ribosomal 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
412704 Bacteria_16S 4078814 4078917 12 116 gi| 219846167 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Pepto 
412704 Bacteria_16S 882764 882851 8 95 gi| 265678456 
koreensis strain LM042 16S ribosomal RNA, partial sequence 88163 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Catellatospora. 

412704 Bacteria_16S 887385 887472 8 95 gi| 265678453 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 88624 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
412704 Bacteria_16S 911945 912032 8 95 gi| 265678437 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 91228 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
412704 Bacteria_16S 1361587 1361666 11 90 gi| 228719712 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 13604 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobi 
Acidimicrobiaceae; Acidimicrobium. 

412704 Bacteria_16S 1402231 1402318 8 95 gi| 228715351 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 14011 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Microbacteriaceae; Leifsonia. 

412704 Bacteria_16S 1822895 1822982 8 95 gi| 219878321 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
412704 Bacteria_16S 2361122 2361209 8 95 gi| 219857487 
strain K265 16S ribosomal RNA, partial sequence 2360002 23614 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
412704 Bacteria_16S 2362641 2362728 8 95 gi| 219857486 
strain K300 16S ribosomal RNA, partial sequence 2361525 23629 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
412704 Bacteria_16S 2968928 2969015 8 95 gi|219846945 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Propionibacteriaceae; Microlunatus. 

412704 Bacteria_16S 3069110 3069197 8 95 gi| 219846876 


3510834 3510941 8 


3513882 3513974 8 


3515406 3515498 8 


3516925 3517017 8 


116 gi|219846569 
0 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Actinomycet 


100 gi| 219846567 
omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae 
100 gi| 219846566 
omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Micrococcineae 
100 gi| 219846565 
somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Microc 


3518447 3518539 8 


3632651 3632754 12 


3726584 3726676 8 
teria; Actinobacteria; Actinobacterida 


3769552 3769644 8 


Micrococcineae; Microbacteriaceae; Clavibacter. 
4012241 4012333 8 100 gi|219846215 
ribosomal RNA, partial sequence 4011119 40125 


4024348 4024440 8 


100 gi|219846564 
somal RNA, partial sequence 3517327 35187 
teridae; Actinomycetales; Micrococcineae 
116 gi|219846484 
RNA, partial sequence 3631486 36329 
eobacteria; Desulfuromonadales; Geobacte 
100 gi|219846417 
14382 16S ribosomal RNA, partial sequenc 
e; Actinom 


nomadura. 
100 gi 
tessellarius strain 78181 16S 


219846385 
ribosomal 


teridae; Actinomycetales; Micrococcineae 
100 gi| 219846207 
RNA, partial sequence 4023267 40246 


occineae; 


ref 
ales 


ref 


7 Mi 
ref 


, 
ref 


v 
ref 


7 Mi 
ref 


race 
ref 


ycet 
ref 


RNA, 


ref 


, In 
ref 


+ ML 
ref 


cocc 
ref 


omon 
ref 


7 Mi 
ref 


7 Mi 
ref 


ales 
ref 
tale 
ref 


7 Mi 
ref 


7 Mi 
ref 


7 Mi 
ref 


ceta 


3509716 3 


33 Rathayibacter 


54 Rathayibacter 
Mi 


e 3725501 37269 


4077655 40791 


0 883139 Catel 


7 887732 Agrei 


61 1361925 Acidi 


11 1402554 Leifs 


2967820 29692 


NR_026161.1 
51118 
cocci 


; Micro 


NR_026159.1 


crobacteriac 
NR_026158.1 


crobacteriac 
NR_026157.1 


crobacteriac 
NR_026156.1 


crobacteriac 
NR_026076.1 


ae; Geobacte 
NR_026008.1 
0 
ales; Strept 
NR_025976.1 


partial seq 


NR_025805.1 


trasporangia 
NR_025797.1 


crobacteriac 
NR_025757.1 
8 
aceae; Crypt 
NR_028758.1 
uF 
osporineae; 


NR_028755.1 
a 
crobacteriac 
NR_028739.1 


crobacteriac 
NR_027584.1 
m 
° 


; Acidimicr 
NR_027523.1 
° 
c 


s; Micrococ 


NR_025460.1 


crobacteriac 
NR_025075.1 


crobacteriac 
NR_025074.1 


crobacteriac 
NR_026537.1 
8 


les; Propion 


ref 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
Mi 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


rc. 

Actinomadura 
6 Actinomadura 
osporangineae; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Acidimicrobium 
icrobium ferrooxidans 
bineae; 


Leifsonia xyli subsp. 
nia xyli subsp. 


ineae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Microlunatus 

7 Microlunatus 

ibacterineae; 


NR_026468.1 


Microbacterium 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


412704 Bacteria_16S 
G33 16S ribosomal 
Actinobacteridae; 
412704 Bacteria_16S 133121 133203 13 
strain R-10 16S ribosomal RNA, 
Bacteroidetes; Sphingobacteria; 
412704 Bacteria_16S 280919 280997 12 


110096 110178 8 
RNA, partial sequence 


sulfurreducens Bacteria; 
Geobacter. 
412704 Bacteria_16S 
J18 16S ribosomal 
Actinobacteridae; 
412704 Bacteria_16S 


Proteobacteria; 


467047 467129 8 
RNA, partial sequence 


648453 648535 8 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria p 
Actinomycetales; Micrococcineae; Micrococcaceae; Ko 


Actinobacteridae; 


412704 Bacteria_16S 756404 756486 8 


VKM Ac-1800 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


412704 Bacteria_16S 771639 771717 12 
Proteobacteria; 


412704 Bacteria_16S 802469 802551 12 


subterraneus strain C21 16S ribosomal RNA, 


subterraneus Bacteria; 
Thermaerobacter. 
412704 Bacteria_16S 
strain YLM-32 16S 


Firmicutes; 


1077113 1077195 8 


complete sequence 
Sphingobacteriales; Rhodothermaceae; 


strain Uedal07 16S ribosomal RNA, partial sequence 


Clostridia; 


ribosomal RNA, partial sequence 


90 gi 


108968 110448 Kocuria varians Bacte 
Actinomycetales; Micrococcineae; Micrococcaceae; 


95 gi 


90 gi 


90 gi 


265678989 


265678974 


131953 13349 


265678873 


sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Des 


265678740 


465880 467346 Rothi 


90 gi 


90 gi 
90 gi 


94 gi 


Actinomycetales; Micrococcineae; Micrococcaceae; 


265678619 


265678542 


755262 75674 
ococcineae; 


265678532 


770475 77198 
Gammaproteobacteria; Pseudomonadales; Pseudomonadacea 


265678511 


complete sequence 


90 gi 


Clostridiales; 


Clo 


265678325 


1075986 10774 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


412704 Bacteria_16S 
strain Cal06 16S 


1217810 1217892 8 


ribosomal RNA, partial sequence 


90 gi 


219878473 


1216681 12181 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


412704 Bacteria_16S 1435735 1435825 12 


102 gi 


224581431 


antarcticus strain 20CM 16S ribosomal RNA, partial sequence 14345 


Bacteria; Firmicutes; 
412704 Bacteria_16S 


Bacillales; 
1461440 1461522 8 


strain CCM 132 16S ribosomal RNA, partial sequence 


Paenibacillaceae; 


90 gi 


Paenibacillus 


224581412 


1460297 14618 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


412704 Bacteria_16S 1467569 1467639 11 


strain JZC3 16S ribosomal RNA, partial sequence 


Spirochaetes; 
412704 Bacteria_16S 
strain DSM 12798 


Spirochaetales; 
1605444 1605526 8 


81 gi 


90 gi 


224581408 


1466484 14678 
Spirochaetaceae; Treponema. 


219878474 


16S ribosomal RNA, partial sequence 1604315 16058 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


12704 Bacteria_16S 1606985 1607067 8 


rthrobacter. 
12704 Bacteria_16S 
strain CF-43 16S 


1959757 1959839 8 


ribosomal RNA, partial sequence 


90 gi 


90 gi 


219878472 


4 

arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 
A 
4 


219878222 


1958616 19601 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


412704 Bacteria_16S 2035878 2035960 8 


strain CCUG 35957 


90 gi 


16S ribosomal RNA, partial sequence 


219878171 
20347 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


412704 Bacteria_16S 2270421 2270499 12 


90 gi 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial 


azotonutricium Bacteria; Spirochaetes; 
412704 Bacteria_16S 2344398 2344492 8 


singaporensis strain IM 7744 16S ribosomal RNA, partial 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; Actinopolymorpha. 
412704 Bacteria_16S 2359597 2359679 8 


australiense strain LCDC-98A072 16S ribosomal RNA, part 
australiense Bacteria; Actinobacteria; Actinobacteridae 


Propionibacteriaceae; Propionibacterium. 
412704 Bacteria_16S 2616210 2616304 8 

strain SEBR 4211 
Firmicutes; 
412704 Bacteria_16S 


Clostridia; Clostridiales; 
2658831 2658925 8 


Spirochaetales; 


102 gi 


90 gi 


102 gi 


102 gi 


219857553 
sequence 
Spirochaet 

219857498 
sequence 


219857488 
ial sequen 
; Actinomy 


219857255 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fa 


mily XII. 
219857218 


erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; Aeromicrobium. 


ref 
Ko 
ref 
ref 
ulfu 
ref 
Ro 
ref 
ref 
Mi 
ref 
ref 
stri 
ref 


7 Ra 
ref 


> Mi 
ref 


ref 
> Mi 
ref 
ref 


> Mi 
ref 


ref 


> Mi 
ref 


> Mi 
ref 


acea 
ref 


ref 
ceta 
ref 


Ince 
ref 


279814 281221 


a amarae Bacteri 


801287 802838 


48 Arthrobacter 


76 1436085 Paenib 


05 Arthrobacter 


1605856 160731 
Actinomyceta 


16 Arthrobacter 


53 2036233 Rothia 


2269277 227073 


2343294 234473 
Actinomycet 


ce 2358483 235995 


NR_029297.1 
curia. 

NR_029282.1 
NR_029179.1 
romonadales; 
NR_029045.1 
thia. 
NR_028924.1 
olaris Bacte 
curia. 


NR_028846.1 


crobacteriac 
NR_028836.1 


e; Cellvibri 
NR_028814.1 


diales Famil 
NR_028627.1 


robacteracea 
NR_025612.1 


crococcaceae 
NR_027213.1 
NR_027193.1 
crococcaceae 
NR_027189.1 
NR_025613.1 


crococcaceae 
NR_025611.1 


les; Microco 


NR_025361.1 


crococcaceae 
NR_025310.1 


crococcaceae 
NR_025141.1 


e; Treponema 
NR_025086.1 


ales; Propio 
NR_025076.1 
les; Propion 
NR_024886.1 


rtae Sedis; 
NR_024846.1 


Kocuria varians strain 
ria; Actinobacteria; 


Rhodothermus marinus 


5 Rhodothermus marinus Bacteria; 
Rhodothermus. 


Geobacter 
Geobacter 
Geobacteraceae; 


Rothia amarae strain 
a; Actinobacteria; 


Kocuria polaris strain 
ria; Actinobacteria; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


Or. 

Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Paenibacillus 
acillus antarcticus 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 
Rothia nasimurium 
nasimurium Bacteria; 

; Rothia. 

Treponema 

9 Treponema 
Actinopolymorpha 

5 Actinopolymorpha 

nibacterineae; 


Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Aeromicrobium 


2657714 2659187 Aeromicrobium 


4 
strain Al-3 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
412704 Bacteria_16S 2816401 2816479 12 90 gi| 219856913 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudo 
Pseudomonas. 

412704 Bacteria_16S 2905297 2905379 12 94 gi| 219856853 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clos 
Thermaerobacter. 

412704 Bacteria_16S 2938651 2938745 8 102 gi| 219856831 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Pseudonocardiaceae; Actinoalloteichus. 

412704 Bacteria_16S 3094677 3094759 8 90 gi|219846859 


strain TAGA27 16S 


strain Z-7491 16S 
Spirochaetes; Spi 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 

4 
strain DSM 20032 

Actinobacteria; A 


rotophormiae str 
rotophormiae Bac 
icrococcaceae; A 


icotianae strain 
icotianae Bacter 
rthrobacter. 


train DSM 50071 
acteria; Proteob 


BPWU PPD SP BED Oe 


strain Dfr2 16S r 
Proteobacteria; D 


strain 172 16S ri 
roteobacteria; D 


P 
4 
palmitatis strain 
Bacteria; Proteob 
4 
metallireducens s 
metallireducens B 
Geobacter. 


412704 Bacteria_16S 


strain IFO 15965 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


2748674 2748756 8 90 
ibosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 
oc 
3317248 3317326 12 90 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3399334 3399416 8 90 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 
et 


s 
A 
3454801 3454883 8 


90 gi 


ctinobacteridae; Actinomycetales; Microc 
3459353 3459435 8 90 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3466963 3467045 8 90 gi 
DSM 20123 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 


al 
e; 


se 
Ac 


3629542 3629620 12 90 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3631126 3631204 12 90 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3762231 3762309 12 90 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3774097 3774175 12 90 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3886605 3886683 12 90 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


na 


’ 


v 


en 
om 


s 
ct 
3903426 3903520 8 


102 gi 


219857155 
2747544 27488 


3093562 30950 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


412704 Bacteria_16S 219846709 


3316113 33175 


219846646 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 


219846603 


219846598 


219846486 
219846485 
3629961 36314 


219846391 
3761076 37625 


219846382 


219846305 


219846293 
16S ribosomal RNA, partial sequence 3902319 39037 


occineae 


a. 


equence 
ctinomyc 


occineae 
sequenc 


Actinom 


quence 
tinomyce 


36283 
dales; P 


Geobacte 


Geobacte 


ce 37729 
onadales 


equence 
eria; De 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cr 
412704 Bacteria_16S 3905010 3905100 12 102 gi| 219846292 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial seque 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 
412704 Bacteria_16S 2665 2746 8 89 gi| 265679062 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

412704 Bacteria_16S 49500 49581 8 89 gi| 265679031 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
412704 Bacteria_16S 54279 54368 12 101 gi| 265679028 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; 
412704 Bacteria_16S 57212 57289 12 89 gi| 265679026 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 


ref |NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref |NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024672.1 
2904128 290561 
tridiales Family 


NR_024650.1 
2937540 293900 
cetales; Pseudon 


ref |NR_026451.1 


7 Mi 
ref 


crococcaceae 
NR_026301.1 


ref |NR_026238.1 
3398202 339968 
etales; Micrococ 


ref|NR_026199.1 


; Micrococcaceae 
ref |NR_026195.1 
e 3458220 345969 
ycetales; Microc 


ref|NR_026190.1 
3465830 346730 
tales; Micrococc 


ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026077.1 
race 
ref 


ae; Geobacte 
NR_025982.1 


raceae; Geobacte 
ref |NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref |NR_025895.1 

3885428 388697 
sulfuromonadales 


ref|NR_025883.1 
sporangiacea 
NR_025882.1 
390383 
ibacillus. 
NR_029370.1 
3029 Saccha 
donocardineae; P 


ypto 
ref 


nce 
Paen 
ref 


ref |NR_029339.1 
Actinobaculum 
; Actinomycetace 
ref |NR_029336.1 
53088 54587 
3; Pe 


ptococcaceae; 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Actinoalloteichus 
7 Actinoalloteichus 


ocardineae; 


Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


Ts 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


t. 

Desulfuromonas 

uromonas palmitatis 

aceae; Desulfuromonas. 
Geobacter 

3 Geobacter 

Geobacteraceae; 


v 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Paenibacillus 
4 3905341 Paenibacillus 


Saccharomonospora 
romonospora azurea 
seudonocardiaceae; 


Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 
Desulfotomaculum 
Desulfotomaculum 


; Desulfotomaculum. 


ref |NR_029334.1 
57529 Thiocy 


Thiocystis gelatinosa 
stis gelatinosa 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 


412704 Bacteria_16S 58712 58789 12 89 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
strain N. Pfennig 2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

412704 Bacteria_16S 72307 72388 8 89 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

412704 Bacteria_16S 390050 390131 8 89 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

412704 Bacteria_16S 399241 399322 8 89 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

412704 Bacteria_16S 405455 405536 8 89 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

412704 Bacteria_16S 407015 407096 8 89 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

412704 Bacteria_16S 523741 523822 8 89 gi|265678703|ref|NR_029008.1| Pseudonocardia 


benzenivorans str 


ain B5 16S ribosomal RNA, partial sequ 


ence 52260 


2 524095 Pseud 


Oo 


nocardia benzenivorans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

412704 Bacteria_16S 545043 545124 8 89 gi| 265678689 |ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

412704 Bacteria_16S 569528 569609 8 89 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
412704 Bacteria_16S 592000 592081 14 95 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
412704 Bacteria_16S 598000 598077 12 89 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 


strain BCH 16S ri 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

412704 Bacteria_16S 642223 642304 8 89 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

412704 Bacteria_16S 733031 733108 12 89 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

412704 Bacteria_16S 774740 774821 8 89 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
412704 Bacteria_16S 777866 777947 8 89 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

412704 Bacteria_16S 782498 782579 8 89 gi| 265678524 |ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

412704 Bacteria_16S 822201 822278 12 89 gi|265678498|ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

412704 Bacteria_16S 839045 839126 8 89 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
412704 Bacteria_16S 861757 861838 8 89 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
412704 Bacteria_16S 875309 875390 8 89 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

412704 Bacteria_16S 918175 918256 8 89 gi|265678433|ref|NR_028735.1| Gordonia amicalis 


strain IEGM 16S r 


bosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


596871 59824 


0 Thiobaca trueperi Bacteria; 


917039 918551 Gordonia amicalis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


412704 Bacteria_16S 919740 919821 8 89 gi| 265678432 |ref|NR_028734.1 
strain 213E 16S ribosomal RNA, partial sequence 918602 92011 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
412704 Bacteria_16S 964526 964607 8 89 gi| 265678402 |ref|NR_028704.1 
strain Y9 16S ribosomal RNA, partial sequence 963457 96488 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 1039454 1039535 8 89 gi|265678352|ref|NR_028654.1 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 1040963 1041044 8 89 gi| 265678351 |ref|NR_028653.1 
strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 1042501 1042582 8 89 gi|265678350|ref|NR_028652.1 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 1044061 1044142 8 89 gi| 265678349 |ref|NR_028651.1 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 1045617 1045698 8 89 gi| 265678348 |ref|NR_028650.1 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 10459 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 1053193 1053274 8 89 gi| 265678342 |ref|NR_028644.1 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 1090797 1090878 8 89 gi|265678316|ref|NR_028618.1 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 109113 


Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 

Isoptericola 
ricola variabilis 


micromonosporaceae Hi 


Nocardia alba strain 

Bacteria; 

e; Nocardia. 
Promicromonospora 

romonospora aerolata 


micromonosporaceae H 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Nocardia 
6 Nocardia 


ebacterineae; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Nonomuraea. 

412704 Bacteria_16S 1099765 1099846 8 89 gi|265678310|ref|NR_028612.1 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 110009 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptosporangiaceae; Acrocarpospora. 

412704 Bacteria_16S 1107336 1107417 8 89 gi|265678304|ref|NR_028606.1 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomu 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nonomuraea. 

412704 Bacteria_16S 1145268 1145345 12 89 gi|253680760|ref|NR_028008.1 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 114556 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

412704 Bacteria_16S 1148233 1148314 8 89 gi|253680758|ref|NR_028006.1 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 1226830 1226911 8 89 gi|219878300|ref|NR_025439.1 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isopte 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Pro: 
Isoptericola. 

412704 Bacteria_16S 1326602 1326683 8 89 gi|219846136|ref|NR_025726.1 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 1449578 1449659 8 89 gi|224581421|ref|NR_027202.1 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Pro: 
Promicromonospora. 

412704 Bacteria_16S 1458446 1458527 8 89 gi|224581414|ref|NR_027195.1 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 145871 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomyc 
Arcanobacterium. 

412704 Bacteria_16S 1521780 1521861 8 89 gi|219857610|ref|NR_025199.1 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Nocardia. 

412704 Bacteria_16S 1527939 1528020 8 89 gi|219857435|ref|NR_025023.1 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

412704 Bacteria_16S 1530963 1531044 8 89 gi|219857433|ref|NR_025021.1 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 153130 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Thermomonosporaceae; Actinomadura. 

412704 Bacteria_16S 1535487 1535568 8 89 gi|219857414|ref|NR_025002.1 


Actinomadura vinacea 


strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


strain R2014 16S 


412704 Bacteria_16S 


1669235 1669316 8 


89 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


strain R5292 16S 


412704 Bacteria_16S 


1682889 1682970 8 


89 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


strain HS-5 16S 
Actinobacteria; 


strain DSM 44494 


412704 Bacteria_16S 


1705890 1705979 12 


1740873 1740954 8 


101 


ribosomal RNA, partial sequence 
Rubrobacteridae; Thermoleophilales; Thermoleophil 
412704 Bacteria_16S 


89 


Actinobacteria; Actinobacteridae; Actinomycetales; 


cellulosilytica 
cellulosilytica 
Nocardiopsaceae; 


strain CCUG 4170 


412704 Bacteria_16S 
strain Kb2 16S ri 


412704 Bacteria_16S 


1810631 1810712 8 


1853306 1853387 8 


Thermobifida. 
1908013 1908094 8 


89 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
412704 Bacteria_16S 


89 


89 


9 16S ribosomal RNA, partial sequence 


Streptosporangineae; Thermomonosporaceae; 


gi|219878429 
1668114 16695 


Actinomycineae 


gi|219878420 
1681727 16832 


Actinomycineae 


gi|219878404 
1704738 17061 


gi| 219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Streptosporang 


gi|219878329 
1809512 18109 


gi|219878299 


strain TB100 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


219878258 
19068 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


412704 Bacteria_16S 


1910996 1911077 8 


89 


gi|219878256 


marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequen 


marimammalium Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 


radicidentis Bac 


urogenitalis Bac 


strain DSM 169 1 
Proteobacteria; 


elongatus strain 


elongatus Bacteria; 


Microbulbifer. 


412704 Bacteria_16S 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; 
412704 Bacteria_16S 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Actinomycetaceae; 
412704 Bacteria_16S 


412704 Bacteria_16S 


Actinomyces. 
1932511 1932592 8 


Actinomyces. 
1955246 1955327 8 


Actinomyces. 
2029907 2029984 12 


2117040 2117117 12 


2138213 2138282 12 


89 


89 


89 


6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
412704 Bacteria_16S 
DSM 6810 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


89 


81 


acteria; 


alipaludis strain SM-1 
Proteobacteria; 
12704 Bacteria_16S 


alatopharyngis Bacteria; 


2139733 2139814 8 89 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


219878240 
sequenc 
Actinomy 


gi 


219878225 
sequenc 


gi 


gi|219878176 
2028754 20301 


gi|219857657 


Alteromo 


gi|219857643 


16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; Alteromonadales; 


219857642 
sequence 
Actin 


gi 


Actin 


ref|NR_025568.1 


ref|NR_025559.1 


ref|NR_025543.1 
aceae; 
ref|NR_025519.1 


ref|NR_025468.1 
eae; 
ref|NR_025438.1 

1852181 185367 
omycetales; 


ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025395.1 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 
; Actinomycetaceae; Actinomyces. 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 
; Actinomycetaceae; Actinomyces. 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
Thermoleophilum. 


Nocardiopsis halophila 


36 Nocardiopsis halophila Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Gordoniaceae; 


Gordonia. 
Thermobifida 
5 Thermobifida 


Streptosporangineae; 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Actinomyces 


Actinomycetales; 


ce 1909867 1911282 Actinomyces 
Actinomycineae; 


Actinomy 


ref |NR_025379.1 
e 1931360 193276 
cetales; 


ref|NR_025364.1 
e 1954098 195552 
cetales; 


ref|NR_025315.1 


Chromatium. 
ref|NR_025246.1 

2115900 211739 
nadales; 


ref |NR_025232.1 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Microbulbifer 


Alteromonadaceae; 


73 2138564 Microbulbifer salipaludis 
Microbulbifer. 
ref|NR_025231.1| Amycolatopsis 
2138615 2140041 Amycolatopsis 
omycetales; Pseudonocardineae; 


strain Pss 26 16 
Proteobacteria; 


412704 Bacteria_16S 


strain YIM 90001 
Actinobacteria; 


412704 Bacteria_16S 


strain YIM 90003 
Actinobacteria; 
Streptomonospora 


412704 Bacteria_16S 


strain F829 16S 
Actinobacteria; 


412704 Bacteria_16S 


chloroethenivora 
chloroethenivora 
Pseudonocardiace 


412704 Bacteria_16S 


strain NAM-BN063 
Actinobacteria; 


412704 Bacteria_16S 


strain KS9 16S r 
Actinobacteria; 


seudonocardiaceae; 


s 

B 

4 

palatopharyngis strain 1Bdz 16S 
Pp 

P 

412704 Bacteria_16S 


Amycolatopsis. 
2147215 2147292 12 89 

S ribosomal RNA, partial sequence 

Gammaproteobacteria; 

2150304 2150385 8 


gi 


Pseudomonadales; P 
89 gi 


Actinobacteridae; Actinomycetales; Pseu 
2157791 2157872 8 89 gi 
Actinobacteridae; Actinomycetales; Stre 
2162263 2162344 8 89 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
2166904 2166985 8 89 gi 
ns strain SL-1 16S ribosomal RNA, parti 
ns Bacteria; Actinobacteria; Actinobact 
ae; Pseudonocardia. 

2233561 2233642 8 89 gi 
A 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 


gi 


2146078 21475 
seudomonad 


16S ribosomal RNA, partial sequence 2149165 21506 
donocardin 


16S ribosomal RNA, partial sequence 2156657 21581 
ptosporang 
2161153 21625 


nebacterin 


al 
eridae; Ac 


nebacterin 


2253358 2253439 8 89 gi 
ibosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


219857637 


219857635 


219857630 


219857627 


219857624 
sequenc 


219857577 
22324 


ref |NR_025226.1 


aceae; Pseudomon 
ref|NR_025224.1 


Pseudonocar 
NR_025219.1 


eae; 
ref 


ineae; Nocardiop 


ref|NR_025216.1 
eae; Nocardiacea 
ref |NR_025213.1 
e 2165786 216722 
tinomycetales; P 


ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 


219857564 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Pseudonocardia 

9 Pseudonocardia 

seudonocardineae; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 


ref |NR_025152.1 


Nocardiopsis composta 


2252243 2253696 Nocardiopsis composta Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


strain DSM43926 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
412704 Bacteria_16S 2311206 2311287 8 89 gi|219857522|ref|NR_025110.1 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

412704 Bacteria_16S 2383857 2383938 8 89 gi|219857471|ref|NR_025059.1 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 2409730 2409811 8 89 gi|219857454|ref|NR_025042.1 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptomonospora. 

412704 Bacteria_16S 2438633 2438714 8 89 gi|219857429|ref|NR_025017.1 


strain AS4.1521 1 


4 
dichotomicum stra 
dichotomicum Bact 
4 
pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 
4 
thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


strain DSM 43194 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
12704 Bacteria_16S 


4 
taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 
4 


strain MS1-3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
412704 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


412704 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


412704 Bacteria_16S 
Al1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 


412704 Bacteria_16S 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


412704 Bacteria_16S 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


412704 Bacteria_16S 


strain JCM 9373 1 


Planomonospora. 


412704 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


412704 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


412704 Bacteria_16S 


minutisporangium 


Frankineae; Crypt 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


2309700 2309781 8 89 gi 


2453918 2454007 12 101 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2514207 2514288 8 89 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1 


nc 
al 
2609944 2610025 8 89 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
2611517 2611598 8 


89 gi 


ne 


td 


219857523 
6S ribosomal RNA, partial sequence 2308611 23100 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
12704 Bacteria_16S 


e 25130 


es; 


219857259 
n N1165 16S ribosomal RNA, partial seque 
Actinomyc 


nce 


219857258 
16S ribosomal RNA, partial sequence 2610373 26118 


bacterin 
219857417 
sequence 
nomyceta 
219857368 


Micr 


ref|NR_025111.1 


eae; Nocardiacea 
ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref |NR_024956.1 
94 2514560 Xylani 
ococcineae; 


ref|NR_024890.1 
2608828 261032 
etales; Pseudono 


ref|NR_024889.1 


Nonomuraea turkmeniaca 
58 Nonomuraea turkmeniaca Bacteria; 
orangiaceae; Nonomuraea. 
Actinomadura mexicana 
mexicana Bacteria; 
osporaceae; 


Nocardia abscessus 


ia abscessus Bacteria; 
e; 


Nocardia. 
Streptomonospora 


omonospora salina 
Nocardiopsaceae; 


Nocardia beijingensis 
44 Nocardia beijingensis Bacteria; 
e; 
Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 


Nocardia. 


Xylanimicrobium 


microbium pachnodae 
Promicromonosporaceae; 


Amycolatopsis 


2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


2667693 2667774 8 


89 


gi 


do 
219857212 
ence 26665 


nocardin 


eae; Pseudonocar 
ref|NR_024840.1 
99 2668066 Saccha 


diaceae; Prauserella. 
Saccharopolyspora 


12704 Bacteria_16S 


43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycetal 


2678313 2678394 8 89 
ribosomal RNA, partial sequence 


gi 


2720285 2720366 8 89 gi 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 

2723329 2723433 11 


al 
ae 


116 gi 


tes; Bacillales; Alicyclobacillaceae; Al 
2745858 2745939 8 89 gi 


Actinomycetales; Micrococcineae; Micr 
2751623 2751704 8 89 gi 
in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
eae; Microtetraspora. 

2753119 2753200 8 89 gi 
JCM 9374 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
eae; Planomonospora. 
2754615 2754696 8 


oc 


qu 


v 


89 gi 


Strept 
2756160 2756237 12 89 gi 
ToBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2781829 2781906 12 89 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2798257 2798338 8 89 gi 
strain IFO 15962 16S ribosomal RNA, pa 


nce 
er 
ot 
rt 


osporangiaceae; Cryptosporangium. 


ne 


6S ribosomal RNA, partial sequence 2753496 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2780730 27 


es; 


219857204 
2677198 26786 
bacterineae; 
219857175 


sequenc 


Act 


v 


219857173 


27 
icycl 


221 
oba 


219857157 
2744758 2746095 Ro 


thi 


occaceae 


219857152 


ence 


Actinomy 


219857151 


ence 
inomycet 


219857150 


549 


osporang 


219857149 


e 27 
ales; 


549 
Th 


219857129 


821 
richa 


ial sequ 


2819453 2819534 8 89 gi 


219856911 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 


Pseu 


inomyce 


cea 
219857118 


donocardineae; P 


ref |NR_024832.1 
Nocardiacea 
ref |NR_024803.1 
e 2719156 272065 
tales; Coryn 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024785.1 
a aeria Bacteria 
; Rothia. 
ref|NR_024780.1 

2750506 275194 
cetales; Strepto 


ref|NR_024779.1 
2752000 275344 
ales; Streptospo 


, 


ref|NR_024778.1 


ineae; Streptosp 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 


ref|NR_024757.1 


hiothrix. 
NR_024746.1 
279714 


e; T 
ref 
ence 


ropolyspora taberi 
seudonocardiaceae; 


e; Nocardia. 
Nocardia 

4 Nocardia 

ebacterineae; 


Alicyclobacillus 
lobacillus pomorum 


; Actinobacteria; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 

Planomonospora 


5 Planomonospora 
rangineae; 


orangiaceae; 
Thermanaeromonas 


aceae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref |NR_024732.1 
2818334 281977 


Planomonospora 
7 Planomonospora 


Nocardia takedensis 
45 Nocardia takedensis Bacteria; 


Rothia aeria strain 


Planomonospora alba 
39 Planomonospora alba Bacteria; 


naeromonas toyohensis 
Thermanaeromonas. 
Thiothrix flexilis 

46 Thiothrix flexilis Bacteria; 


venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


412704 Bacteria_16S 2820946 2821027 8 89 gi|219856910|ref|NR_024731.1 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Planobispora. 
412704 Bacteria_16S 2822440 2822521 8 89 gi|219856909|ref|NR_024730.1 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequen 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; 
Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
412704 Bacteria_16S 2834587 2834668 8 89 gi|219856901|ref|NR_024722.1 
strain MK703-102F1 16S ribosomal RNA, partial sequence 2833466 2834941 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 2973517 2973594 12 89 gi| 219846941 |ref|NR_026533.1 
citronellolis strain DSM 50332 16S ribosomal RNA, partial sequence 2972376 297388 
citronellolis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 
412704 Bacteria_16S 2985749 2985830 8 89 gi|219846933|ref|NR_026525.1 


strain 10.268-1 1 


eae; Planomonospora. 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


strain IFO 15059 


412704 Bacteria_16S 


412704 Bacteria_16S 


2987271 2987352 8 89 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2988797 2988878 8 


89 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


strain DSM 3670 1 
Firmicutes; Bacil 


strain HKI 0136 1 


412704 Bacteria_16S 


412704 Bacteria_16S 


3001027 3001131 11 116 gi 


lales; Bacillaceae; Geobacillus. 


3040385 3040466 8 89 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


strain HK1 0089 1 


412704 Bacteria_16S 


3133702 3133783 8 89 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


orientis strain D 
Bacteria; Firmicu 


strain DSM 43311 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 
strain DSM 43764 


Actinomadura. 
4 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_1 


12704 Bacteria_1 


3154927 3155004 12 89 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3251991 3252072 8 89 gi 


Stre 


6S 3253489 3253570 8 89 gi 


Stre 


6S 3254986 3255067 8 89 gi 


ne 


ar 
da 


ne 


ne 


oc 


en 
oc 


pt 


pt 


bac 


tia 
e; 


bac 


bac 


occ 


ce 


cac 


osp 


osp 


6S ribosomal RNA, partial sequence 2984634 29861 


terin 


219846932 


1 seq 
Actin 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 


terin 


219846923 
6S ribosomal RNA, partial sequence 2999867 30013 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 


terin 


219846833 
6S ribosomal RNA, partial sequence 3132587 31340 


ineae 


219846819 


31537 
eae; 


219846753 
16S ribosomal RNA, partial sequence 3250880 32523 


orang 


219846752 
16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


orang 


219846751 


strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

412704 Bacteria_16S 3315723 3315800 12 89 gi|219846710 


strain Z-7692 16S 
Spirochaetes; Spi 


strain Z-7591 16S 
Spirochaetes; Spi 
4 
claviforme strain 
claviforme Bacter 
Streptosporangiac 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


album strain DSM 
Bacteria; Actinob 
Streptosporangium 


412704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
3318767 3318844 12 89 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3369115 3369196 8 89 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3370613 3370694 8 
M 44125 16S 


Spirocha 
gi 


89 gi 
ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 

3372110 3372191 8 89 gi 
43023 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


3388876 3388953 12 89 gi 


et 


et 
se 


Ac 


ue 
in 


nc 
al 


a. 


a. 
que 


tin 


nce 
omy 


e 
es; 


3314589 33160 


219846708 
3317638 33191 


219846671 


nce 
omyce 


219846670 


cetal 


219846669 


33709 
Stre 


219846653 


Strept 


Nocardiacea 
NR_026524.1 
e 298615 
etales; Cory 


eae; 
ref 

uenc 

omyc 
ref|NR_026523.1 


Gordoniacea 
NR_026515.1 


eae; 
ref 


ref|NR_026488.1 


Gordoniacea 
NR_026425.1 


eae; 
ref 
; Dermacoccaceae 
ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026345.1 
ineae; Streptosp 
ref |NR_026344.1 
26 Actinomadura 
ineae; Thermomon 
ref |NR_026343.1 
21 Actinomadura 
ineae; Thermomon 


ref|NR_026302.1 


ref|NR_026300.1 


NR_026263.1 
3368004 336944 
tales; Streptosp 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


ref|NR_026261.1 
99 3372445 Strept 


ptosporangineae; 


osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 

Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Desulfosporosinus 
osporosinus orientis 
s. 

Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


ref |NR_026245.1 


Rhabdochromatium 


marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 


412704 Bacteria_16S 3396304 3396385 8 89 gi|219846648|ref|NR_026240.1 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Promicromonospora. 

412704 Bacteria_16S 3413141 3413222 8 89 gi|219846636|ref|NR_026228.1 
strain NCTC 10951 16S ribosomal RNA, partial sequence 3412006 3413422 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
412704 Bacteria_16S 3457859 3457940 8 89 gi|219846605|ref|NR_026197.1 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
412704 Bacteria_16S 3473038 3473119 8 89 gi|219846594|ref|NR_026186.1 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 34733 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
412704 Bacteria_16S 3477622 3477703 8 89 gi|219846591|ref|NR_026183.1 
marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 347797 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

412704 Bacteria_16S 3482107 3482188 8 89 gi|219846588|ref|NR_026180.1 
strain NCTC 11636 16S ribosomal RNA, partial sequence 3480966 3482380 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
412704 Bacteria_16S 3494398 3494479 8 89 gi|219846580|ref|NR_026172.1 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 349458 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Pseudonocardiaceae; Thermocrispum. 

412704 Bacteria_16S 3495778 3495859 8 89 gi|219846579|ref|NR_026171.1 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermocrispum. 

412704 Bacteria_16S 3571988 3572069 8 89 gi| 219846528 |ref|NR_026120.1 


strain 234/92 16S 
Actinobacteria; A 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 


strain FD 25934 1 
Actinobacteria; A 
Actinomadura. 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


libanotica strain 
libanotica Bacter 
Thermomonosporace 
4 
strain IFO 14679 
Actinobacteria; A 
Actinomadura. 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


strain IFO 14525 
Actinobacteria; A 
4 
strain IFO 14345 
Actinobacteria; A 


4 
niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 
4 
strain T/457 16S 
Actinobacteria; A 
Microtetraspora. 


412704 Bacteria_16S 


412704 Bacteria_16S 


6S ribosomal RNA, partial sequence 3726957 372 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Stre 


pt 
3729491 3729572 8 89 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 
3730948 3731029 8 89 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 
3732404 3732485 8 


1 
id 


se 
Ac 


89 gi 


ctinobacteridae; Actinomycetales; Stre 


pt 
3733866 3733947 8 89 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

3738251 3738332 8 


eq 


’ 


89 gi 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3739716 3739797 8 89 


pt 


ctinobacteridae; Actinomycetales; Stre 
3741180 3741261 8 89 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pt 


ce 
al 


3742643 3742724 8 89 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


Strept 


412704 Bacteria_16S 


3570843 35723 


ctinobacteridae; Bifidobacteriales; Turicella. 
3725123 3725204 8 89 gi| 219846418 
rain A-184 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; Actino: 
ae; Actinomadura. 
3728036 3728117 8 89 gi|219846416 


219846415 


219846414 


219846413 
16S ribosomal RNA, partial sequence 3731323 373 


219846412 


219846409 
16S ribosomal RNA, partial sequence 3737165 37385 


219846408 
16S ribosomal RNA, partial sequence 3738628 37400 


219846407 


219846406 
3741557 37429 


83 


osporang 


sequen 
ae; Ac 


ce 
ti 


quence 


tinomyce 


27 


osporang 


uence 
Actinomy 


osporang 


osporang 


37400 


es; Stre 


osporang 


3744107 3744188 8 89 gi 


219846405 


ref|NR_026009.1 
3724040 372545 
mycetales; Strep 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomon 
ref|NR_026006.1 

3728410 372981 
nomycetales; Str 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


ref |NR_026004.1 
31 Actinomadura 
ineae; Thermomon 
ref|NR_026003.1 

3732782 373419 
cetales; Strepto 
ref|NR_026000.1 
inea 
ref 


e; Streptosp 
NR_025999.1 


ineae; Streptosp 
ref |NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref|NR_025997.1 


ineae; Streptosp 


Promicromonospora 
romonospora citrea 


cineae; Promicromonosporaceae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Rhodococcus opacus 


, 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Thermocrispum 

8 Thermocrispum 

ardineae; 


Thermocrispum agreste 
crispum agreste 


seudonocardiaceae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


ref|NR_025996.1 


Nonomuraea ferruginea 


strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosp 


orangiaceae 7 Nonomuraea. 


412704 Bacteria_ 
strain 104 


412704 Bacteria_ 
strain IFO 13155 


412704 Bacteria_ 
strain IFO 14745 


16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S 3745573 3745654 8 89 


ibosomal RNA, partial sequence 


gi 


16S 3747031 3747112 8 89 gi 


16S 3748494 3748575 8 89 gi 


3744485 37458 
Stre 


16S ribosomal RNA, partial sequence 3745947 37473 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


16S ribosomal RNA, partial sequence 3747408 37488 


219846404 


ptosporang 
219846403 


ptosporang 
219846402 


ref|NR_025995.1 


inea 
ref 


e; Streptosp 
NR_025994.1 


inea 
ref 


e; Streptosp 
NR_025993.1 


Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
412704 Bacteria_16S 3765186 3765263 12 89 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
412704 Bacteria_16S 3901911 3901992 8 89 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 
412704 Bacteria_16S 3906551 3906628 12 89 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
412704 Bacteria_16S 4057568 4057637 12 81 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
412704 Bacteria_16S 4075712 4075793 8 89 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
412704 Bacteria_16S 4208245 4208322 12 89 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 
412704 Bacteria_16S 4218919 4219000 8 89 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
412704 Bacteria_16S 4231067 4231156 12 101 gi|219846048|ref|NR_025638.1| Desulfotomaculum 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 4229850 4231400 
Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Clostridiales; Peptococcaceae; Desulfotomaculum. 
412704 Bacteria_16S 69311 69395 8 92 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
412704 Bacteria_16S 94843 94923 12 92 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
412704 Bacteria_16S 104084 104191 8 116 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 
412704 Bacteria_16S 117906 117990 8 92 gi| 265678984 |ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
412704 Bacteria_16S 142230 142333 12 116 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 
412704 Bacteria_16S 221783 221875 8 100 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
412704 Bacteria_16S 438059 438166 8 116 gi|265678763|ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
412704 Bacteria_16S 442652 442736 8 92 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 
412704 Bacteria_16S 508604 508684 12 92 gi|265678713|ref|NR_029018.1| Lactobacillus 


coryniformis subsp. torquens strain 30 16S ribosomal RNA, 


complet 


e sequence 


507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


Lactobacillus. 


412704 Bacteria_16S 
aquilae strain S- 


Corynebacterium. 
412704 Bacteria_16S 


412704 Bacteria_16S 


552786 552870 8 


565014 565121 8 


574027 574111 8 


92 


116 


strain LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


92 


gi 


613 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


563902 56532 
ococcineae; 


gi 


tuberculostearicum strain Medalle X 16S ribosomal RNA, 


tuberculostearicum Bacteria; Actinobacteria; Actinobact 


Corynebacteriaceae; Corynebacterium. 


412704 Bacteria_16S 


579922 580006 8 


92 


gi 


glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 


glaucum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


412704 Bacteria_16S 
appendicis strain 


608589 608673 8 


92 


Actinobacteria; Actinobacteridae; Act 


gi 


IMMIB R-3491 16S ribosomal RNA, parti 


appendicis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


412704 Bacteria_16S 
strain TOD45 16S 
Firmicutes; Bacil 
412704 Bacteria_16S 
strain RSA19 16S 
Firmicutes; Bacil 
412704 Bacteria_16S 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
412704 Bacteria_16S 


701164 701267 12 


Paenibacillaceae; 
702651 702754 12 


Paenibacillaceae; 
876758 876865 8 


1098256 1098363 8 


116 


ribosomal RNA, partial sequence 
lales; 


116 


ribosomal RNA, partial sequence 
lales; 


116 


116 


gi 


699985 70142 
Paenibacillus. 


gi 


701473 70290 
Paenibacillus. 


gi 


gi 


scabrisporus strain KM-4927 16S ribosomal RNA, partial 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
412704 Bacteria_16S 


1116496 1116588 8 


100 


strain I-273 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


412704 Bacteria_16S 


1131567 1131655 8 


96 


strain ES10.1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


412704 Bacteria_16S 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia 
Actinomycetales; Micrococcineae; Micr 


Actinobacteridae; 
412704 Bacteria_16S 
strain Se-3111 16 


412704 Bacteria_16S 
thermoviolaceus subsp. 


Actinobacteridae; 
412704 Bacteria_16S 
strain TH-23 16S 
Firmicutes; Bacil 
412704 Bacteria_16S 
subsp. 
subsp. 
Streptomycetaceae; 
412704 Bacteria_16S 
afermentans subsp. 


Actinomycetales; 
412704 Bacteria_16S 
strain DSM 40258 


lales; 


1139163 1139270 8 


1222282 1222374 8 


1308187 1308294 8 


thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. ther 
Actinomycetales; 


1420273 1420376 12 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
1488870 1488977 8 


rimosus strain JCM 4667 16S ribosomal RNA, 
rimosus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


1500904 1500988 8 


1589964 1590071 8 


116 


100 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


116 


Streptomycineae; 


116 


116 


92 


afermentans Bacteria; Actinobacteria; 
Corynebacterium. 


116 


Actinobacteria; Actinobacteridae; Actinomycetales; 


412704 Bacteria_16S 


Streptomycetaceae; 
412704 Bacteria_16S 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 


1591512 1591619 8 


1593060 1593167 8 


116 


116 


gi 


1115364 11168 
Kine 


gi 


1130448 11319 
Stre 


gi 


gi 


1221167 12226 


gi 


Str 


gi 


1419106 14206 


gi 


gi 


Corynebacterineae; Corynebacteriaceae; 


gi 


Streptomycineae; 


gi 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


rimosus subsp. paromomycinus Bacteria; Actinobacteria; 


Streptomycineae; 
412704 Bacteria_16S 


chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 


Streptomycetaceae; 


1594606 1594713 8 


Streptomyces. 


116 


gi 


265678684 


265678676 


265678670 


265678666 
sequence 


265678582 


265678581 


265678461 


265678311 
sequence 


265678298 


253680769 


253680764 


219878356 


228721493 


224581445 


219857134 


complete sequence 1487741 14892 
Actinomycetales; 


219846622 


afermentans strain CIP 103499 16S ribosomal RNA, 
Corynebacterium afermentans subsp. 


219878485 


16S ribosomal RNA, partial sequence 1588843 15903 


219878484 


219878483 
partial 


219878482 


55170 
Corynebacterineae; 


partial sequence 
eridae; Actinomycetales; 


Actinomycetales; 


87568 
Streptomycineae; 


Actinomycetales; 


osporiineae; 


ptosporangineae; 


obacteriaceae; 


ococcineae; Beutenbergiaceae; 


16S ribosomal 


moviolaceus Bacteria; Actinobacteria; 
eptomycetaceae; 


sequence 
Actinomycetales; 


ref|NR_028989.1| Corynebacterium 
3 553077 Corynebacterium aquilae 
Corynebacteriaceae; 


ref |NR_028981.1| Rhodoglobus vestalii 

7 Rhodoglobus vestalii Bacteria; 
Microbacteriaceae; Rhodoglobus. 
NR_028975.1| Corynebacterium 

572888 574399 Corynebacterium 
Corynebacterineae; 


ref 


Corynebacterium 
Corynebacterium 


ref |NR_028971.1 
578821 580286 


inomycetales; Corynebacterineae; 
265678646 |ref|NR_028951.1| Corynebacterium 
al sequence 607486 608955 Corynebacterium 


Corynebacterineae; 


Paenibacillus odorifer 
odorifer Bacteria; 


ref |NR_028887.1 
2 Paenibacillus 


Paenibacillus graminis 
graminis Bacteria; 


ref|NR_028886.1 
9 Paenibacillus 


ref|NR_028764.1| Streptomyces 
6 877087 Streptomyces scopiformis 
Streptomycetaceae; 


ref|NR_028613.1| Streptomyces 
1097121 1098599 Streptomyces 
Streptomycineae; 


ref|NR_028599.1| Kineosporia succinea 
39 Kineosporia succinea Bacteria; 
Kineosporiaceae; Kineosporia. 
ref|NR_028017.1| Nocardiopsis exhalans 
04 Nocardiopsis exhalans Bacteria; 
Nocardiopsaceae; Nocardiopsis. 
NR_028012.1| Leifsonia rubra strain 
rubra Bacteria; Actinobacteria; 
Leifsonia. 
ref|NR_025495.1| Salana multivorans 
13 Salana multivorans Bacteria; 
Salana. 
NR_027616.1| Streptomyces 
RNA, partial sequence 


ref 


ref 
1307063 


Streptomyces. 
ref|NR_027227.1| Bacillus infernus 
13 Bacillus infernus Bacteria; 


rimosus 
rimosus 


ref|NR_024762.1| Streptomyces 
25 Streptomyces 
Streptomycineae; 
ref Corynebacterium 
1499786 1501111 
Actinobacteridae; 


NR_026214.1 
complete sequence 


ref|NR_025624.1| Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 
Streptomycetaceae; Streptomyces. 
ref|NR_025623.1| Streptomyces 

1590391 1591888 Streptomyces 
Streptomycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 


ref |NR_025622.1 
sequence 159193 


Actinobacteridae; Actinomycetales; 


ref|NR_025621.1| Streptomyces 


1593485 1594981 Streptomyces 


chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
412704 Bacteria_16S 


Streptomycetaceae; 
412704 Bacteria_16S 
strain SNG49 16S 


412704 Bacteria_16S 
metallicus strain 


Nocardiopsis. 
412704 Bacteria_16S 


felinum Bacteria; 


1596153 1596260 8 


1640105 1640193 8 


1743963 1744051 8 


1771197 1771281 8 


Corynebacteriaceae; Corynebacterium. 


412704 Bacteria_16S 
strain ISP 5293 1 


412704 Bacteria_16S 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
412704 Bacteria_16S 


garexedens Bacteria; 


12704 Bacteria_16S 


lastococcus. 
12704 Bacteria_16S 


testudinoris strain CCUG 41823 16S ribosomal RNA, parti 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


1772628 1772735 8 


1774126 1774233 8 


1780261 1780364 12 


garexedens strain DSM 1327 16S ribosomal RNA, 


Firmicutes; Bacillales; 


1789157 1789264 8 


1859348 1859432 8 


Corynebacteriaceae; Corynebacterium. 


412704 Bacteria_16S 


simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
412704 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
412704 Bacteria_16S 
johnsonii strain 
johnsonii Bacteria; 
412704 Bacteria_16S 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
Rubrobacteridae; 


taiwanensis Bacteria; 
Rubrobacteraceae; 
412704 Bacteria_16S 
kribbensis strain 
Bacteria; Firmicutes; 
412704 Bacteria_16S 

acetigenes strain 
Bacteria; Firmicutes; 
Sporanaerobacter. 
412704 Bacteria_16S 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
412704 Bacteria_16S 


thermospinosisporus strain AT10 16S ribosomal RNA, partia 
thermospinosisporus Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


Streptomycetaceae; 
412704 Bacteria_16S 


kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
412704 Bacteria_16S 


2037400 2037484 8 


2059094 2059201 8 


2083642 2083722 12 


2156231 2156319 12 


Actinobacteria; 


Rubrobacter. 


2227486 2227589 12 


Bacillales; 
2254901 2254985 11 


Clostridia; 


2257952 2258059 8 


2261075 2261182 8 


2402047 2402135 8 


2512715 2512803 8 


Lactobacillales; 


116 


96 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


96 


92 


116 


116 
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92 


92 


116 


Act 

92 gi| 219878134 
sequence 

Lactobacillaceae 

100 gi| 219857631 


116 


95 


116 
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96 


96 


gi 


sclerotialus strain DSM 43032 16S ribosomal RNA, partia 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


gi 


1638983 16404 
Streptosporangineae; 


gi 


R2A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetal 


gi 


6S ribosomal RNA, partial sequence 1771537 17729 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 


gi 


gi 


partial 
Paenibaci 


gi 


a 

a 

4 

saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 

B 

4 


gi 


gi 


gi 


strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


ATCC 33200 16S ribosomal RNA, partial 
Firmicutes; 


gi 


AM49 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


gi 


Lup33 16S ribosomal RNA, partial sequence 22537 


Clostridiales; Clostr 


gi 


gi 


gi 


gi 


strain VKM Ac-1457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219878481 
1 sequence 


219878450 


219878378 
17428 


219878357 


219878355 


219878354 
sequenc 
Actino: 


219878350 
sequence 

llaceae; P 
219878343 


Actinomyc 


219878295 
al sequenc 


Actinomy 


219878170 
20362 
Cory 


219878152 
sequence 


Rubrobacte 


219857581 
22263 


219857563 


219857561 
sequence 
Actinomyc 


219857559 
1 sequen 
teridae; A 


219857459 


Actinomyc 


Actinomy 


ref 


ref 


ref 


ref 
es; 
ref 


e; S 
ref 


myce 
ref 


aeni 
ref 


etal 
ref 
ceta 
ref 
neba 


ref 


ref 
7 La 
ref 

2 
rale 


ref 


ref 


etal 
ref 
ctin 
ref 


etal 


219857369 


1595032 15965 
cetales; 


69 Nocardiopsis 


31 1744318 Nocar 
Streptos 


1770072 177148 
Corynebacterineae; 


e 1773034 17744 


1779107 17806 


1788037 17895 


e 1858220 18597 


84 2037751 Coryne 


2057971 20594 


inomycetales; 


2082477 20839 


155131 21566 


29 2227839 Paenib 
Paenibacillus. 


47 2255269 Sporan 
idiales Family 


ce 2259931 22614 


2400924 24023 


NR_025620.1 
2 
NR_025589.1 


Nocardiop 
NR_025517.1 


porangineae 


NR_025496.1 


NR_025494.1 


treptomyceta 
NR_025493.1 
8 
tales; Strep 
NR_025489.1 
1 
bacillus. 
NR_025482.1 
1 
es; Frankine 
NR_025434.1 
0 
les; Coryneb 
NR_025309.1 


cterineae; C 
NR_025291.1 
6 
St 


NR_025273.1 
6 
ctobacillus. 
NR_025220.1 
0 
s; Rubrobact 


NR_025169.1 


NR_025151.1 


Incerta 


es; Streptom 


NR_025147.1 
5 
omycetales; 


NR_025047.1 
7 
s 


es; Strepto 


ref 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 


diopsis metallicus 
7 


Nocardiopsaceae; 


Corynebacterium 
6 Corynebacterium 


Streptomyces arenae 


83 Streptomyces arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Paenibacillus 
9 Paenibacillus 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


Lactobacillus 
3 Lactobacillus 


Rubrobacter 
6 Rubrobacter 
erineae; 


Paenibacillus 
acillus kribbensis 


Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Streptomyces 
4 Streptomyces 
ycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


NR_024957.1 


Nocardiopsis tropica 


2511592 2513043 Nocardiopsis tropica Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


412704 Bacteria_16S 
thomssenii strain DSM 


2655790 2655874 8 


92 


gi 


44276 16S ribosomal RNA, partial sequence 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
412704 Bacteria_16S 2775802 2775909 8 


412704 Bacteria_16S 2777341 2777448 8 


albofaciens strain JCM 4342 16S ribosomal RNA, 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 2778894 2778997 12 


glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 
Paenibacillaceae 


glycanilyticus Bacteria; Firmicutes; 
412704 Bacteria_16S 2833059 2833166 8 
strain IMC S-0802 


412704 Bacteria_16S 
strain CM-10 16S 


2894672 2894764 8 


412704 Bacteria_16S 2896167 2896259 8 


Bacillales; 


116 


116 


116 


116 


100 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


100 


strain CM-01 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


412704 Bacteria_16S 2897661 2897753 8 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Mycetocola. 
412704 Bacteria_16S 2902205 2902308 12 
strain IAM 14851 


412704 Bacteria_16S 2972002 2972078 12 


resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


resinovorans Bacteria; 
Pseudomonas. 
412704 Bacteria_16S 


Proteobacteria; 


2979632 2979739 8 


100 


116 


88 


116 


gi 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 


gi 


partial 


gi 


gi 


16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 


gi 


2893553 28949 
Micrococcineae 


gi 


2895048 28964 
Micrococcineae 


gi 


gi 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


gi 


thermolineatus strain A1484 16S ribosomal RNA, partial 


thermolineatus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 3011518 3011625 8 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 


Modestobacter. 
3013076 3013168 8 


Geodermatophilaceae; 
412704 Bacteria_16S 


aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


Marmoricola. 
3105223 3105330 8 


Nocardioidaceae; 
412704 Bacteria_16S 
strain ATCC 25470 


116 


100 


116 


Actinobacteria; Actinobacteridae; Actinomycetales; 


412704 Bacteria_16S 3120328 3120412 8 


riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


riegelii Bacteria; 
Corynebacteriaceae; Corynebacterium. 

412704 Bacteria_16S 3170146 3170234 13 
proteolyticus strain DSM 
proteolyticus Bacteria; 
412704 Bacteria_16S 3176233 3176317 8 
mucifaciens strain DMMZ 


Corynebacteriaceae; 
412704 Bacteria_16S 
singulare strain 


Corynebacterium. 
3179327 3179411 8 


Corynebacteriaceae; Corynebacterium. 
412704 Bacteria_16S 3208172 3208256 8 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
412704 Bacteria_16S 3214145 3214229 8 


lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 


92 


101 


Deinococci; 


92 


92 


92 


92 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Streptomycinea 


gi 


gi 


20540 16S ribosomal RNA, partial 
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gi 


2278 16S ribosomal RNA, partial 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; 


gi 


IBS B52218 16S ribosomal RNA, partial 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


gi 
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219857131 


219856902 
28319 


219856860 


219856859 


219856858 
Actin 


219856855 


219846942 
Pseud 
219846937 


sequence 


219846916 


219846915 
Actinomyc 


219846852 
31040 


219846842 


219846808 
Deinococ 


219846804 
sequence 


219846802 
sequence 


219846783 


219846778 


omycetales; 
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Actinomycetales; 
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Streptomyces platensis 
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Streptomyces. 
Streptomyces 
6 Streptomyces 
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8 Paenibacillus 


Streptomyces albulus 


28 2833415 Streptomyces albulus Bacteria; 


e; Streptomycetaceae; 
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Streptomyces. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 


; Microbacteriac 
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Mycetocola saprophilus 
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3175122 317658 
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eae; Leucobacter. 
Pseudomonas 

5 Pseudomonas 

domonadaceae; 


Streptomyces 
0 Streptomyces 
tomycineae; 
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4 Modestobacter 
neae; 


Marmoricola 
1 Marmoricola 
bacterineae; 
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omyces lydicus Bacteria; 
ceae; Streptomyces. 
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ref|NR_026394.1 
3178210 317953 
Corynebact 


ref |NR_026375.1 
Coryne 


ref 


Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


NR_026370.1 
321302 


Corynebacterium 
5 3214498 Corynebacterium 


lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


412704 Bacteria_16S 


Corynebacterium. 
412704 Bacteria_16S 


3215668 3215752 8 


3256494 3256582 8 


92 


96 


gi 


imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219846777 


219846750 


lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 


lucentensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
412704 Bacteria_16S 
strain DSM 40297 


3258007 3258095 8 


96 


Actinobacteria; Actinobacteridae; Actinomycetales; 


412704 Bacteria_16S 
strain DSM 43377 


3259519 3259607 8 


96 


Actinobacteria; Actinobacteridae; Actinomycetales; 


412704 Bacteria_16S 


3311205 3311287 8 


90 


strain 1A-C 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


412704 Bacteria_16S 
strain DSM 43040 


412704 Bacteria_16S 
412704 Bacteria_16S 
strain NRRL 2418 
Streptomyces. 


412704 Bacteria_16S 
mashuensis strain 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3330945 3331037 8 


3352188 3352280 8 


3450145 3450252 8 


3491320 3491427 8 


DSM 40221 16S ribosomal RNA, 


100 


100 


116 
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gi 


219846749 


Actinomycetales; 


ref|NR_026369.1| Corynebacterium 


3214549 3216020 Corynebacterium imitans 
Corynebacterineae; 


Corynebacteriaceae; 


ref |NR_026342.1| Nocardiopsis 
3255372 3256832 Nocardiopsis 
Streptosporangineae; 


ref|NR_026341.1| Nocardiopsis listeri 


16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis listeri Bacteria; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


gi 


219846748 


ref|NR_026340.1| Nocardiopsis alba 


16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis alba Bacteria; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


gi 


219846713 


ref|NR_026305.1| Georgenia muralis 


3310081 3311497 Georgenia muralis Bacteria; 


gi 


gi 


gi 


complete sequence 


gi 


partial 


mashuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
412704 Bacteria_16S 


1 

lacticum Bacteria; 
Microbacterium. 
412704 Bacteria_16S 


Streptomyces. 


3512358 3512465 8 


3521544 3521647 12 
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116 


gi 


gi 


219846698 


219846683 


219846610 


219846582 
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219846568 


acticum strain DSM 20427 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846562 


acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 


acidigallici Bacteria; 
Pelobacter. 
412704 Bacteria_16S 


strain DSM 8723 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
412704 Bacteria_16S 


DSM 6307 16S ribosomal RNA, complete sequence 
Bacillaceae; 


Bacillales; 
412704 Bacteria_16S 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae; 
412704 Bacteria_16S 
ggregatus strain 


a 
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Blastococcus. 
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strain CPJVR-H 16S ribosomal RNA, partial sequence 


Proteobacteria; 
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112 


112 


116 
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Actinobacteria; Actinobacteridae; Actinomycetales; 


412704 Bacteria_16S 


4205219 4205326 8 
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Deltaproteobacteria; 


gi 
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3535585 35370 


gi 


219846546 


3544949 35464 


gi 


gi 


B15 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219846480 


strain AT37 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


219846335 
38396 


219846132 


4126077 41275 


Streptomycineae; 


gi 


219846072 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
412704 Bacteria_16S 


4217435 4217523 8 
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gi 


Actinomyc 


219846063 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
412704 Bacteria_16S 


311357 311436 11 


90 


strain HO14 16S ribosomal RNA, partial sequence 


Spirochaetes; 
412704 Bacteria_16S 


strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 
Prevotellaceae; 


Bacteroidetes; 
412704 Bacteria_16S 


Spirochaetales; 


Bacteroidia; 


325042 325117 14 


Bacteroidales; 
326571 326646 14 


89 


89 


gi 


265678853 


310195 31168 


Spirochaetaceae; Borrelia; 


gi 


gi 


strain ATCC 33779 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Bacteroidia; 


Bacteroidales; 


Prevotellaceae; 


Borrelia 
265678844 
32386 


265678843 
32539 
Prevot 


omonosporineae Hi 


Actinomycetales; 


Desulfuromonadales; 


Actinomycetales; 


Frankineae; 


Actinomycetales; 


Prevotella. 


Bogoriellaceae; 
ref |NR_026290.1 


Georgenia. 
Pilimelia terevasa 


16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonosporaceae; Pilimelia. 


ref|NR_026275.1| Agrococcus jenensis 


strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; 
NR_026202.1 


Agrococcus. 


ref Streptomyces caelestis 


3449003 3450520 Streptomyces caelestis 
Streptomycineae; 


Streptomycetaceae; 


ref|NR_026174.1| Streptomyces 
3490176 3491693 Streptomyces 
Streptomycineae; 


ref|NR_026160.1| Microbacterium 
3511236 3512709 Microbacterium 
Micrococcineae; Microbacteriaceae; 


ref|NR_026154.1| Pelobacter 
3520389 3521882 Pelobacter 
Pelobacteraceae; 


ref|NR_026144.1| Bacillus halmapalus 
88 Bacillus halmapalus Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 


NR_026072.1| Streptomyces 
3637554 3639053 Streptomyces 
Streptomycineae; 


ref|NR_025925.1] Blastococcus 
32 3841072 Blastococcus aggregatus 
Geodermatophilaceae; 


ref|NR_025722.1| Streptomyces africanus 

64 Streptomyces africanus Bacteria; 

Streptomycetaceae; Streptomyces. 

ref|NR_025662.1| Streptomyces 
4204078 4205565 Streptomyces 

etales; Streptomycineae; 


ref|NR_025653.1| Nocardiopsis 
4216320 4217772 Nocardiopsis 
Streptosporangineae; 


ref|NR_029159.1| Borrelia japonica 

7 Borrelia japonica Bacteria; 
burgdorferi group. 

ref|NR_029149.1| Prevotella disiens 

9 325347 Prevotella disiens Bacteria; 


ref|NR_029148.1| Prevotella veroralis 
8 326875 Prevotella veroralis Bacteria; 
ella. 


strain WPH 179 16 
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E 
4 
tapeticola strain 
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strain B422 16S r 
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412704 Bacteria_16S 


strain Hk501 16S 
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412704 Bacteria_16S 


Ya501 16S ribosom 
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412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


328096 328171 14 89 
S ribosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 


729964 730039 14 89 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
740665 740772 8 116 gi 
train YIM 90007 16S ribosomal RNA, par 


gi 
ae 
ti 


; Pseudonocardiaceae; Saccharomonospora 
864855 864930 14 89 gi 
rain Bl 16S ribosomal RNA, partial seq 
cteria; Bacteroidetes; Flavobacteria; 
1290098 1290181 12 95 gi 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1544794 1544869 14 89 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1984193 1984272 11 90 gi 
n Sy t2 16S ribosomal RNA, partial seq 


ria; Proteobacteria; Deltaproteobacter 


ue 
Fl 


Coriob 


gi 
ct 


ue 
ia 


1985777 1985856 11 90 gi 
Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


ue 
a; 


2700773 2700848 14 89 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
2711272 2711347 14 


gi 


Prevotellace 
89 gi 


avobacteria; Flavobacteriales; Flavoba 
2738483 2738558 14 89 gi 
n KMM 3674 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
2845257 2845336 11 90 gi 


ct 


se 
vo 


osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3008595 3008650 12 67 gi 
CCC Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3145759 3145834 14 89 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3573493 3573568 14 89 gi 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3915564 3915643 11 90 gi 
ribosomal RNA, partial sequence 
rochaetales; 


cl 
ar 
lo 


ae 


ae 


Spirochaetaceae; Borrelia; 


265678842 
326926 32843 


581868 58337 


265678562 
728785 73027 


265678554 


265678469 
219846501 
complete sequence 1289055 12904 


219857262 
1543657 15451 


219878206 


219878205 


219857188 
2699606 27010 
ae; 
219857181 
6S ribosomal RNA, partial sequence 2710175 27115 


219857162 


219856894 


1 RNA, partial sequence 2844116 2845615 Borre 
pirochaetaceae; Borrelia; Borrelia burgdorferi g 
2976609 2976692 11 94 gi| 219846939 


2975480 29769 


219846918 


219846825 


3144616 31460 


219846527 
3572354 35738 


219846284 
3914434 39158 


Prevot 


v 


al seque 


nce 
avobacte 


acterine 


eriaceae 


nce 
Myxoco 


, 


nce 
Myxococ 


7 Prevot 


quence 
bacteria 


ostridiu 


tial seq 
spirulin 


; Prevot 


; Prevot 


Borrelia 


3916980 3917059 11 

al RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
79662 79740 12 90 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


90 gi 
gd 


eq 
ct 


145239 145321 8 90 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


oc 


412704 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


178738 178808 12 82 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; 


219846283 
3915851 3917216 Borre 


265679011 


265678966 
144082 14559 


265678944 


orferi g 


uence 


eria; Ps 


occineae 


eriaceae; 


ref|NR_029147.1] Prevotella oulorum 
5 Prevotella oulorum Bacteria; 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

376278 376361 12 95 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

583032 583134 13 116 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


ref|NR_028866.1| Prevotella bryantii 
0 Prevotella bryantii Bacteria; 


ella. 
ref|NR_028858.1| Saccharomonospora 
nce 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref|NR_028772.1| Muricauda 

863710 865135 Muricauda 
riales; Flavobacteriaceae; Muricauda. 
ref|NR_026093.1| Atopobium parvulum 


02 Atopobium parvulum Bacteria; 

ae; Coriobacteriaceae; Atopobium. 

ref|NR_024893.1| Arenibacter latericius 

00 Arenibacter latericius Bacteria; 

; Arenibacter. 

ref|NR_025345.1 
1983024 198455 

ccales; Sorangii 


Chondromyces 
8 Chondromyces 
neae; Polyangiaceae; 


ref|NR_025344.1 
1984609 198614 
cales; Sorangiin 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


ref|NR_024816.1| Prevotella salivae 
98 Prevotella salivae Bacteria; 
ella. 
ref |NR_024809.1 
47 Cellulophaga 
7 Cellulophaga. 
ref|NR_024790.1 
2737379 273875 
les; Flavobacter 
ref|NR_024713.1 
lia sinica Bacte 
roup. 
ref |NR_026531.1| Clostridium ultunense 
25 Clostridium ultunense Bacteria; 
m. 
ref 
uenc 
a. 
ref|NR_026417.1] Prevotella pallens 
69 Prevotella pallens Bacteria; 


Cellulophaga pacifica 
pacifica Bacteria; 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Borrelia sinica strain 
ria; Spirochaetes; 


NR_026510.1 
e 300750 


Halospirulina 
4 3008891 Halospirulina 


17756 


Aeromonadaceae; 


ella. 
ref|NR_026119.1| Prevotella intermedia 
12 Prevotella intermedia Bacteria; 
ella. 
ref|NR_025874.1| Borrelia tanukii 
00 Borrelia tanukii Bacteria; 
burgdorferi group. 
ref|NR_025873.1| Borrelia turdi strain 
lia turdi Bacteria; Spirochaetes; 
roup. 
ref|NR_029319.1] Pseudomonas 

78587 79994 Pseudomonas 
eudomonadales; Pseudomonadaceae; 
ref|NR_029274.1| Jonesia denitrificans 
5 Jonesia denitrificans Bacteria; 
; Jonesiaceae; Jonesia. 
ref|NR_029252.1| Aeromonas punctata 


4 179023 Aeromonas punctata Bacteria; 
Aeromonas. 


412704 Bacteria_16S 220351 220441 11 101 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
412704 Bacteria_16S 339029 339111 12 94 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
412704 Bacteria_16S 343508 343602 8 102 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 
412704 Bacteria_16S 359800 359882 8 90 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
412704 Bacteria_16S 361346 361428 8 90 gi| 265678814 |ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 
412704 Bacteria_16S 368766 368848 8 90 gi| 265678809 |ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 403922 404004 8 90 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 410079 410161 8 90 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 427179 427261 8 90 gi|265678770|ref|NR_029075.1| Nesterenkonia 
injiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 


x 
xinjiangensis Bac 
M. 

4 

h 

h 

Nesterenkonia. 


4 
strain QH3A7 16S 


icrococcaceae; N 
12704 Bacteria_16S 
alotolerans stra 
alotolerans Bact 


12704 Bacteria_16S 


teria; Actinobacteria; Actinobacterida 
esterenkonia. 

430266 430348 8 90 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


490076 490158 8 90 
ribosomal RNA, complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


4 
gangotriensis str 
gangotriensis Bac 
M 
4 

antarctica strain 


antarctica Bacter 
Pseudonocardiacea 


412704 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


412704 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 
4 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 


412704 Bacteria_16S 


strain B22P3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
412704 Bacteria_16S 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


412704 Bacteria_16S 


strain CMS90 16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


496234 496316 8 90 gi 
ain LzlY 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


icrococcaceae; Arthrobacter. 
12704 Bacteria_16S 


507036 507110 8 82 gi 
DVS 5al 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

510068 510150 8 90 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

511563 511653 11 
osomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
554250 554332 8 90 gi 
in CBS 101.34 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

599386 599468 8 90 
ribosomal RNA, partial sequence 


101 gi 


’ 


gi 


Stre 
600916 600998 8 90 gi 
rain D13P3 16S ribosomal RNA, partial 

cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

646921 647003 8 90 

ribosomal RNA, partial sequence 


, 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


412704 Bacteria_16S 


265678768 
sequence 


v 


265678725 


488917 49045 


ococcineae 
265678721 
quence 


265678714 
quence 
Actinomyce 
265678712 
quence 


inomycetal 


265678711 


510382 51190 


265678683 
al sequenc 
Actinomy 


’ 


265678653 


598291 59976 


ptomycinea 
265678652 
sequence 

ae; Actino 


265678620 


645783 64725 


ococcineae 


654268 654346 11 89 gi 


265678614 


Actinomy 


e; Actinomycet 


ref 
ceta 
ref 


7 JO 
ref 


ref 
tale 
ref 
es; 


ref 


ref 
ceta 
ref 


e; S 
ref 


myce 
ref 


7 Mi 
ref 


429128 43061 


495118 49657 
e; Actinomycet 


505922 50 


508981 51 


e 553128 55460 


1 Streptomyces 


ales; Microc 
NR_029073.1 
0 
° 


les; Microc 


NR_029030.1 


nesiaceae; J 
NR_029026.1 
1 
ales; Microc 
NR_029019.1 
7359 
s; Pseudonoc 
NR_029017.1 
0331 


Corynebacter 


NR_029016.1 


NR_028988.1 
8 
fo} 


les; Strept 


NR_028958.1 


treptomyceta 
NR_028957.1 


599812 601293 


tales; Strep 
NR_028925.1 


crococcaceae 


occineae; 
Nesterenkonia 
Nesterenkonia 


ccineae; Micrococcaceae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Arthrobacter 
Arthrobacter 
occineae; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Corynebacterium 
Corynebacterium 


ineae; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Streptomyces 
Streptomyces 
mycineae; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Arthrobacter roseus 


9 Arthrobacter roseus Bacteria; 


; Arthrobacter. 


NR_028919.1 


Caloranaerobacter 


azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Caloranaerobacter. 


Bacteria; Firmicu 


tes; Clostridia; Clostridiales; Clostr 


idiaceae; 


Bacteria; 


Bacillales; 


Proteobacteria; 
412704 Bacteria_16S 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; 
Gluconacetobacter. 
412704 Bacteria_16S 
strain 21F-2 16S 


acteria; 


Acetobacter. 


412704 Bacteria_16S 
strain NBRC 13755 


Bacteria; 


Acetobacter. 


412704 Bacteria_16S 
strain D2-18 16S 


Firmicutes; 


subsp. 


Hyphomicrobium. 
412704 Bacteria_16S 1331162 1331244 12 94 gi| 219846082 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, 


Bacteria; 


acteria; 


412704 Bacteria_16S 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomycetaceae; 
412704 Bacteria_16S 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

412704 Bacteria_16S 

psychrophila strain E-3 16S ribosomal RNA, partial sequence 10881 
B 

4 


12704 Bacteria_16S 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Clostridia; 
412704 Bacteria_16S 


icrococcaceae; Arthrobacter. 
12704 Bacteria_16S 


657239 657321 8 90 gi 


Streptomyces. 


667899 667969 12 82 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
412704 Bacteria_16S 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
412704 Bacteria_16S 
naphthalenovorans 
naphthalenovorans 
412704 Bacteria_16S 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 81510 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardia. 
412704 Bacteria_16S 
strain U 16S ribosomal RNA, partial sequence 839468 
Bacillaceae; 
412704 Bacteria_16S 
strain Kl 16S ribosomal RNA, partial 
Deltaproteobacteria; 


787073 787155 8 90 gi 


Streptomyces. 


797785 797867 12 94 gi 
Bacteria; Firmicutes; 
816218 816292 8 


Bacillales; 


82 gi 


840621 840711 11 101 gi 
840 
Geobacillus. 
860256 860334 12 


sequence 


90 gi 


859 
872408 872478 12 


82 gi 


1080131 1080201 12 82 
ribosomal RNA, partial sequence 


gi 
107 
1089269 1089346 12 


90 gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


1093856 1093926 12 82 gi 


1095297 1095367 12 82 gi 
16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
412704 Bacteria_16S 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; 


1096741 1096811 12 82 gi 


1104291 1104373 8 90 

ribosomal RNA, partial sequence 
Clostridiales; 

1309680 1309750 12 


gi 
110 


82 gi 


tolerans strain IFAM I-551 16S ribosomal RNA, partial sequ 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacte 
Hyphomicrobium. 
412704 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobac 


1311153 1311223 12 82 gi 


Bifidobacteriaceae; Bifidobacterium. 
1378302 1378380 12 90 gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; A 
Teredinibacter. 
412704 Bacteria_16S 
aurantiaca strain 


1399210 1399300 12 102 gi 


Gemmatimonadales; 


1421791 1421873 8 90 gi 


1426436 1426518 8 90 gi 


strain PR-Nl 16S ribosomal RNA, partial sequenc 
Paenibacillac 


Desulfuromonadales; 


Acetobacte 


Clostridiales Family XIII. 


T-27 16S ribosomal RNA, partial sequence 
Gemmatimonadetes; 
12704 Bacteria_16S 
sychrophenolicus 


B Gemmat imonadaceae; 
4 

p 

psychrophenolicus 

M 

4 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Act 


265678612 


265678604 
66678 


265678521 


265678514 


265678502 


265678486 


930 Geobacill 


265678472 
076 86059 

Geobacte 
265678464 
sequence 
Rhodo 


265678323 
9018 10804 


265678317 


265678314 


265678313 
10942 


265678312 
Rhodos 


265678306 
3152 11046 


228721488 


228721487 
partial s 


228717562 
13771 


228715357 
13980 


224581444 


Rhodospi 


ref 


ref 


ref 


ref 


eae; 
ref 


ref 


ref 


race 
ref 


spir 
ref 


race 
ref 


ref 


Acet 
ref 


piri 
ref 
Inc 
ref 
ence 
ria; 
ref 
eque 
teri 
ref 
comp 
ref 
lter 


ref 


Gemm 
ref 


inom 


224581441 


sequence 656132 
tinomycetales; Streptomycineae; 


785920 787418 


e 796606 798156 


871314 872760 


07 1089634 Pseudo 
seudomonadaceae; 


43 1095577 Acetob 


1095628 109707 


21 Mogibacterium 


67 1378635 Teredi 


84 1399529 Gemmat 


1420664 142216 


NR_028917.1 


NR_028909.1 


NR_028825.1 


NR_028817.1 


Paenibacill 
NR_028805.1 


NR_028789.1 
us uzenensis 


NR_028775.1 


ae; Geobacte 
NR_028767.1 


illales; Ace 
NR_028625.1 


ae; Acetobac 
NR_028619.1 


rillales; 
NR_028615.1 


obacteraceae 
NR_028614.1 


llales; Acet 
NR_028608.1 
ertae Sedis; 
NR_027611.1 

130859 
Rhizobiales 
NR_027610.1 
nce 131006 
a; Rhizobial 


NR_025672.1 
lete sequenc 
NR_027564.1 
omonadales g 
NR_027529.1 


atimonas. 
NR_027226.1 


ycetales; Mi 


ref 


Streptomyces 
657614 Streptomyces 


Gluconacetobacter 


6 668269 Gluconacetobacter entanii 
Acetobacteraceae; 


Gluconacetobacter. 
Streptomyces 
Streptomyces 


Streptomycineae; 


Paenibacillus 
Paenibacillus 
us. 
Pseudonocardia 


9 816530 Pseudonocardia zijingensis 
Pseudonocardineae; Pseudonocardiaceae; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


sa 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 

Pseudomonas 
monas psychrophila 
Pseudomonas. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 

acter peroxydans 

; Acetobacter. 
Acetobacter 

0 Acetobacter 

obacteraceae; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 
Bifidobacteriales; 
412704 Bacteria_16S 
turnerae strain T7902 16S ribosomal RNA, partial sequence 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Gemmatimonas 
imonas aurantiaca T-27 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


NR_027223.1 


Streptomyces 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 


violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 1428001 1428083 8 
coelescens strain 


Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 1448077 1448159 8 
neglectum strain 
Bacteria; Firmicutes; 
Mogibacterium. 
412704 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 
M 
4 


Clostridia; 


1454023 1454105 8 


icrococcaceae; Arthrobacter. 
12704 Bacteria_16S 1464547 1464629 8 
strain HM-7 16S r 
Firmicutes; Clostridia; 
412704 Bacteria_16S 
subsp. 
subsp. 
Streptomycetaceae; Streptomyces. 

412704 Bacteria_16S 1484303 1484381 12 


Clostridiales; 
1475038 1475120 8 


strain SW32 16S ribosomal RNA, partial sequence 


Proteobacteria; 
412704 Bacteria_16S 1496366 1496436 12 
9187 strain TA 4r 16S ribosomal RNA, 
Bacteria; 

412704 Bacteria_16S 1502295 1502377 8 
strain DSM 20127 16S ribosomal RNA, 


412704 Bacteria_16S 
subsp. 
subsp. 
412704 Bacteria_16S 


1571645 1571715 12 


smithia Bacteria; Proteobacteria; 
1582224 1582294 12 


lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; 


412704 Bacteria_16S 
strain IBS S6874 
Proteobacteria; 

412704 Bacteria_16S 


1646338 1646408 12 


1663092 1663166 8 


philippinense strain A 80407 16S ribosomal RNA, partial 
philippinense Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Kibdelosporangium. 
412704 Bacteria_16S 1664632 1664706 8 
aridum subsp. 
Kibdelosporangium aridum subsp. 
Actinomycetales; Pseudonocardineae; 
412704 Bacteria_16S 1750012 1750082 12 
strain LMG 1746 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


412704 Bacteria_16S 1751504 1751574 12 


strain LMG 1625 16S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


412704 Bacteria_16S 1759254 1759328 8 
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412704 Bacteria_16S 1874672 1874754 8 90 gi| 219878285 |ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

412704 Bacteria_16S 1905157 1905235 12 90 gi|219878260|ref|NR_025399.1| Thioalkalicoccus 
limnaeus strain A26 16S ribosomal RNA, partial sequence 1904081 1905405 Thioalkalicoccus limnaeus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioalkalicoccus. 

412704 Bacteria_16S 1924749 1924823 8 82 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

412704 Bacteria_16S 1950738 1950812 8 82 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

412704 Bacteria_16S 1958201 1958283 8 90 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

412704 Bacteria_16S 1968916 1968994 12 90 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

412704 Bacteria_16S 2026928 2026998 12 82 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

412704 Bacteria_16S 2057555 2057637 8 90 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 2160764 2160834 12 82 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

412704 Bacteria_16S 2168423 2168505 8 90 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 2225925 2226007 12 94 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

412704 Bacteria_16S 2247187 2247269 8 90 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

412704 Bacteria_16S 2248764 2248846 8 90 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

412704 Bacteria_16S 2267304 2267394 11 101 gi|219857555|ref|NR_025143.1| Geobacillus toebii 


strain SK-1 16S r 


ibosomal RNA, partial sequence 
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57 Geobacillus toebii Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

412704 Bacteria_16S 2306654 2306728 8 82 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

412704 Bacteria_16S 2312758 2312848 11 101 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

412704 Bacteria_16S 2317304 2317386 12 94 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

412704 Bacteria_16S 2347429 2347511 8 90 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

412704 Bacteria_16S 2348938 2349020 8 90 gi|219857495|ref|NR_025083.1| Arthrobacter 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
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4 Arthrobacter 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 

412704 Bacteria_16S 2350415 2350485 12 82 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

412704 Bacteria_16S 2400538 2400608 12 82 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

412704 Bacteria_16S 2432547 2432629 12 94 gi|219857436|ref|NR_025024.1| Paenibacillus 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

412704 Bacteria_16S 2450841 2450919 12 90 gi|219857419|ref|NR_025007.1| Laceyella putida 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

412704 Bacteria_16S 2452387 2452496 6 116 gi|219857418|ref|NR_025006.1| Seinonella 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

412704 Bacteria_16S 2456928 2456998 12 82 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 2455783 2457213 Aeromonas 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonadaceae; Aeromonas. 

412704 Bacteria_16S 2509664 2509734 12 82 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

412704 Bacteria_16S 2517235 2517317 8 90 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

412704 Bacteria_16S 2518725 2518807 8 90 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

412704 Bacteria_16S 2565341 2565427 8 94 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

412704 Bacteria_16S 2694747 2694825 12 90 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

412704 Bacteria_16S 2709808 2709878 12 82 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 
strain AA08 16S ribosomal RNA, partial sequence 2708714 2710124 Asaia krungthepensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

412704 Bacteria_16S 2712747 2712846 12 112 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 2762171 2762241 12 82 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

412704 Bacteria_16S 2772729 2772811 8 90 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

412704 Bacteria_16S 2774264 2774346 8 90 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 2810412 2810482 12 82 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

412704 Bacteria_16S 2825458 2825528 12 82 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

412704 Bacteria_16S 2831521 2831603 8 90 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

412704 Bacteria_16S 2846811 2846893 8 90 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

412704 Bacteria_16S 2937153 2937223 12 82 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
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ref|NR_026431.1 

3123738 312518 
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ce 31176 
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ales; Hyphomicro 
ref |NR_026428.1 
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Rhizobi 
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, 
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ence 
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ref |NR_026297.1 
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v 
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ref |NR_026270.1 
sequence 3357257 335877 


Actinomycetales; Microc 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref |NR_026236.1 
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es; Cory 


; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
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occineae 


tial seq 
dae; Act 


ref|NR_026233.1 
45 Arthrobacter 


occineae; Micrococcaceae 


3419000 3419070 12 82 gi 


219846632 


e: 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces 
6 Streptomyces 
tomycineae; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Rarobacter 
9 Rarobacter 
ccineae; 


v 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Hyphomicrobium 

3 Hyphomicrobium 


crobiaceae; 


’ 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Streptomyces 
0 Streptomyces 
omycineae; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Brachybacterium 
0 Brachybacterium 
occineae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Arthrobacter oxydans 


49 Arthrobacter oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 


ref|NR_026224.1 
3417892 341936 


Gluconobacter 
7 Gluconobacter 


frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconobacter. 


412704 Bacteria_16S 3448578 3448660 8 90 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

412704 Bacteria_16S 3453275 3453357 8 90 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

412704 Bacteria_16S 3456330 3456412 8 90 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
412704 Bacteria_16S 3460873 3460955 8 90 gi|219846602|ref|NR_026194.1| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

412704 Bacteria_16S 3462395 3462477 8 90 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
412704 Bacteria_16S 3463917 3463999 8 90 gi|219846600|ref|NR_026192.1| Arthrobacter 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

412704 Bacteria_16S 3465441 3465523 8 90 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
412704 Bacteria_16S 3468485 3468567 8 90 gi| 219846597 |ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

412704 Bacteria_16S 3470011 3470093 8 90 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
412704 Bacteria_16S 3471531 3471613 8 90 gi|219846595|ref|NR_026187.1| Arthrobacter 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 3471862 Arthrobacter 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

412704 Bacteria_16S 3485124 3485206 8 90 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 3486691 3486773 8 90 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

412704 Bacteria_16S 3553767 3553837 12 82 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

412704 Bacteria_16S 3555298 3555368 12 82 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

412704 Bacteria_16S 3570425 3570495 12 82 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

412704 Bacteria_16S 3574971 3575041 12 82 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

412704 Bacteria_16S 3591782 3591852 12 82 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

412704 Bacteria_16S 3613100 3613170 12 82 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

412704 Bacteria_16S 3640228 3640310 8 90 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

412704 Bacteria_16S 3669307 3669377 12 82 gi|219846458|ref|NR_026049.1| Erwinia persicina 
strain HK 204 16S ribosomal RNA, partial sequence 3668184 3669639 Erwinia persicina Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Erwinia. 

412704 Bacteria_16S 3719007 3719085 12 90 gi|219846424|ref|NR_026015.1| Halothiobacillus 


halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 


3717841 371934 


4 Halothiobacillus 
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412704 Bacteria_16S 


strain ATCC 25495 


Bacteria; Actinob 


Streptomyces. 


Streptomycetaceae 
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4 
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412704 Bacteria_16S 
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412704 Bacteria_16S 
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412704 Bacteria_16S 


412704 Bacteria_16S 
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412704 Bacteria_16S 


412704 Bacteria_16S 
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12704 Bacteria_16S 
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12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 
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12704 Bacteria_16S 


3760659 3760737 12 90 
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gi 


qu 
ct 
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pt 
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Ac 
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35956 36025 12 81 gi|265679040|ref|NR_029348.1| Treponema 
ain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
teria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
47983 48052 12 81 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
n Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
acteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
111649 111718 12 81 gi|265678988|ref|NR_029296.1| Treponema maltophilum 
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thermophilum str 
thermophilum Bac 


coprophilus stra 
coprophilus Bact 
Rhodococcus. 

4 
halotolerans str 
halotolerans Bac 
Corynebacteriace 


strain A100 16S r 
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dorimutans stra 
dorimutans Bact 
Anaerovorax. 
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412704 Bacteria_ 


12704 Bacteria_ 


16S 136175 136256 8 89 gi| 265678972 |ref|NR_029280.1| Actinomyces 

ain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 

; Actinomyces. 

16S 148147 148228 8 89 gi|265678964|ref|NR_029272.1| Kineococcus 

in Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 

Kineococcus. 

16S 204846 204915 12 81 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 

ain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 

teria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

16S 246305 246386 8 89 gi| 265678898 |ref|NR_029206.1| Rhodococcus 

in CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 

eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
16S 428721 428802 8 89 gi|265678769|ref|NR_029074.1| Corynebacterium 

ain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

ae; Corynebacterium. 

16S 470024 470105 8 89 gi|265678738|ref|NR_029043.1| Actinomadura latina 
ibosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 

16S 483839 483916 12 89 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
strain srl15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 
16S 485371 485448 12 89 gi| 265678728 |ref|NR_029033.1| Spirochaeta 

is strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 

is Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

16S 543549 543618 13 82 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
bosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacterales; Deferribacteraceae; Deferribacter. 

16S 596569 596650 8 89 gi|265678655|ref|NR_028960.1| Actinomyces funkei 

3 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

16S 631490 631571 8 89 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
bacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
16S 663280 663349 13 82 gi|265678607|ref|NR_028912.1| Enterobacter cloacae 
S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
16S 664839 664916 12 89 gi|265678606|ref|NR_028911.1| Anaerovorax 

in NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 

eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
16S 669351 669432 8 89 gi|265678603|ref|NR_028908.1| Arcanobacterium 

rain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 


cteria; Actinobacteria; Actinobacterida 
Arcanobacterium. 
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Gammaproteobacteria; Enterobacteriales; 
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Enterobac 
265678381 


e; Actinomycet 


ref 


s Ac 
ref 


mati 
ref 


ref 


Geo 
ref 


teri 
ref 


teri 
ref 


9 734742 Thioh 


851409 85278 
e; Actinomycet 


ce 957258 95877 


ales; Actino 


NR_028905.1 


tinomycetace 
NR_028863.1 
a 
aceae; Thioh 
NR_028781.1 
3 
ales; Kineos 
NR_028708.1 
3 
bacillus. 
NR_028686.1 


aceae; Citro 
NR_028685.1 


aceae; Citro 
NR_028683.1 


mycineae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Thiohalocapsa 
locapsa halophila 
alocapsa. 
Kineococcus 
Kineococcus 
poriineae; 


Geobacillus 
Geobacillus 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Acidaminobacter 


hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 


hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. 


Sedis; Acidamino 


bacter. 


Incertae 


412704 Bacteria_16S 1072804 1072885 14 95 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
vitellibacter. 

412704 Bacteria_16S 1108882 1108963 8 89 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 


Actinobacteria; Actinoba 


Microbispora. 


Bacteria; 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


4 
DSM 16069 16S rib 
Bacteria; Proteob 


metallireducens s 
metallireducens B 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 
4 
lecithinolyticum 
lecithinolyticum 
4 
strain NCIMB 7030 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


412704 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


412704 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


412704 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


412704 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


412704 Bacteria_16S 
M 11690 16S ribosomal RNA, partial seq 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


412704 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


412704 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


412704 Bacteria_16S 
ATCC 35469 16S ri 
Proteob 
412704 Bacteria_16S 


412704 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 
12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


cteridae; Actinomycetales; 


1119473 1119542 13 
bosomal 
acteria; 
1134579 1134660 8 
CECT 59 
a; Acti 
e; Corynebacterium. 

1172496 1172573 12 
11002 
11002 


82 
RNA, partial sequence 


gi 


89 gi 


89 gi 


Bacteria; Synergistetes; 


1175553 1175622 12 
osomal RNA, partial sequence 


81 gi 


1245079 1245156 12 89 gi 
acteria; Firmicutes; Clostridia; 
1261520 1261601 8 89 gi 
ia; Actinobacteria; Actinobacteridae; 

Brevibacterium. 

1264508 1264577 12 81 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1299046 1299127 8 89 gi 


’ 


1451026 1451107 8 89 gi 


e; Corynebacterium. 

1667717 1667786 13 82 gi 
ammaproteobacteria; Enterobacteriales; 
1672322 1672391 13 82 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1693562 1693639 12 89 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; 
1710434 1710515 8 89 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
1714979 1715060 14 


95 gi 


Bacteroidetes; Sphingobacteria; Sphin 
1736265 1736346 8 89 gi 
ain R10176 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1739311 1739392 8 89 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 


412704 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


1746988 1747069 8 89 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 


412704 Bacteria_16S 


1756165 1756242 12 89 gi 


Stre 


Gammaproteobacteria; Enteroba 
90 16S ribosomal RNA, partial s 


nobacteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequ 
Synerg 


49030 16S ribosomal RNA, partial seque 


55 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
412704 Bacteria_16S 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


82 16S ribosomal RNA, partial sequence 


Clostrid 


a. 


1 


v 


’ 


E 


al 


e; 


al 


’ 


1 


ri 

219846707 
ne 
Ac 


E 
219878427 
1671187 16725 


ptosporang 


228716249 
1118333 11198 
cteriales; 
253680767 
equence 


228719312 
ence 11713 
istia; 


228718578 
1174405 11758 
acteria; Gammaproteobacteria; Kangiell 
412704 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 
Clost 


219857537 
sequence 


diales; 


e 12603 
tinomyce 


219846655 
s 


equence 
Spirocha 


219846893 


12979 


ococcineae 
224581420 
quence 


Actinomy 


219878430 


16665 
nterobac 


nterobac 


219878412 
eq 
ia 
219878401 
ce 


uence 
les; Pep 
17093 


es; Cory 


219878398 
ue 


go 


nce 
bacteria 


219878384 
se 


quence 
Actinom 


219878382 


sequenc 
Actinomy 


219878376 


sequence 


Actinomyc 


219878369 


Syn 


ref 


ref 


bR 


ref 


ref 


ref 


ref 


ref 


etac 
ref 


3 
ref 


ref 


ref 
teri 
toco 
ref 
neba 
ref 
les; 
ref 
ycet 
ref 
ceta 
ref 
etal 


ref 


inea 


133500 11348 
ales 


45 1172849 Dethi 
ergi 


1243915 12454 
Pept 


97 1261800 Brevi 
tale 

1263357 12648 
19 1299312 Brevi 
Br 


1449903 14513 
ceta 


teri 


1692386 16939 


12 1710793 Coryn 


1713828 17153 


1735130 17366 


e 1738160 17396 


1745863 17473 


e; Streptos 


NR_027549.1 


erobacteria 
NR_028015.1 
8 


; Corynebac 


NR_027582.1 


stales; Syn 


NR_027574.1 


NR_025125.1 
2 
ococcaceae; 
NR_026299.1 
s; Micrococc 
NR_026247.1 
3 
eae; Trepon 
NR_026485.1 


evibacteriac 
NR_027201.1 
1 


les; Coryne 


NR_025569.1 


70 1668063 Escher 
Esche 


aceae; 
NR_025566.1 


aceae; Enter 
NR_025551.1 
1 
ccaceae; Des 
NR_025540.1 
e 
cterineae; C 
NR_025537.1 
2 
Sphingobact 
NR_025523.1 
2 
ales; Actino 
NR_025521.1 
8 
les; Actino 
NR_025515.1 
0 
s 


es; Strepto 


NR_025508.1 


Pp 


Cc 


t 


Oo 
e 


b 


e 


b 


b 


orangiaceae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 
Ent 


eae; Escherichia. 

Corynebacterium 
1 Corynebacterium 
erineae; 


Dethiosulfovibrio 
sulfovibrio 


rgistaceae; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 

Brevibacterium 
acterium mcbrellneri 
ineae; 


Treponema 
5 Treponema 
ma. 
Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Corynebacterium 
6 Corynebacterium 
acterineae; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


48 Enterobacter cowanii Bacteria; 


obacter. 
Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


mycineae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Halomonas halocynthiae 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


ROD eS 


12704 Bacteria_16S el 
alodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 
12704 Bacteria_16S 


1766708 1766785 12 


1815247 1815324 12 


89 


89 


LMG 19981 16S ribosomal RNA, partial sequence 


1835031 1835108 12 


89 


gi|219878360 


gi|219878326 


1814099 18155 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
412704 Bacteria_16S 


gi|219878312 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 


molinativorax Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 


Actinomycetaceae; 


capitovis strain 


412704 Bacteria_16S 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 
412704 Bacteria_16S 
CCUG 39779 16S ribosomal RNA, partial 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Act 


Gulosibacter. 
1848888 1848969 8 


1856380 1856461 8 


Corynebacteriaceae; Corynebacterium. 


Actinomycetaceae; 


strain DSM 12654 


412704 Bacteria_16S 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 190257 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 
412704 Bacteria_16S 


1902295 1902376 8 


1912478 1912567 12 


89 


89 


89 


101 


gi| 219878303 


219878297 
sequence 


gi 
219878262 


gi 


gi| 219878255 


16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus 


Actinomycetales; 


sequence 


Actinomycetales; Actinomycineae; 


inomycetales; 


Actinomycetales; 


ref|NR_025499.1 


Ectothiorhodospiraceae; 


ref|NR_025465.1 


ref|NR_025451.1 
1833888 183531 


ref |NR_025442.1 
1847763 184924 


ref |NR_025436.1 
1855266 185659 


ref |NR_025401.1 


ref |NR_025394.1 


Alkalilimnicola 


Alkalilimnicola. 
Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
Fulvimonas. 


Gulosibacter 
7 Gulosibacter 


Micrococcineae; 


Arcanobacterium 
8 Arcanobacterium 


Corynebacterium 
9 Corynebacterium 


Corynebacterineae; 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Ureibacillus terrenus 


terrenus Bacteria; 


irmicutes; 


Bacillales; 


Planococcaceae; Ureibacillus. 


revibacteriaceae; 


strain CCUG 41706 


auriscanis strain 


12704 Bacteria_16S 


12704 Bacteria_16S 


1938478 1938559 8 


Brevibacterium. 
1952305 1952386 8 


1953759 1953840 8 


Corynebacteriaceae; Corynebacterium. 


412704 Bacteria_16S 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial 


haemolyticum DSM 
Actinomycetaceae; 


412704 Bacteria_16S 
DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


variabile strain 


1981030 1981111 8 


2031313 2031394 8 


Corynebacteriaceae; Corynebacterium. 


412704 Bacteria_16S 
FR-11 16S ribosomal RNA, partial sequence 20316 
Firmicutes; Bacillales; Alicyclobacillaceae; 
412704 Bacteria_16S 
antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
412704 Bacteria_16S 


hesperidum strain 
Bacteria; 


2032809 2032913 11 


2066636 2066717 9 


2086657 2086726 12 


89 


89 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
412704 Bacteria_16S 
CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; 


89 


89 


89 


116 


90 


81 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
412704 Bacteria_16S 


strain SW-72 16S 
Firmicutes; 


Bacillales; 


2095752 2095852 12 


Bacillaceae; 


113 


ribosomal RNA, partial sequence 
Bacillus. 


gi|219878236 


F 
4 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; 
B 
4 


gi| 219878227 


gi|219878226 


gi|219878208 


20595 Bacteria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 


gi|219878175 


gi|219878174 


219878146 
20655 


gi 


gi|219878132 
2085504 20870 


gi|219878125 
2094597 20961 


Actinomycetales; 


Actinomycetales; 


sequence 1979903 198138 
Actinomycetales; Actinomycineae; 


Alicyclobacillus. 


Alcanivoracaceae; 


ref|NR_025375.1 
1937348 193875 
Micrococ 


ref|NR_025366.1 


ref|NR_025365.1 
1952641 195404 
Corynebac 


ref |NR_025347.1 


ref|NR_025314.1 
2030195 203163 
Corynebact 


ref |NR_025313.1 
81 2033165 Alicyc 


ref|NR_025285.1 
12 2067008 Microc 


ref|NR_025271.1 


ref |NR_025264.1 


Brevibacterium 
9 Brevibacterium 
cineae; 


Actinomyces canis 


1951163 1952590 Actinomyces canis Bacteria; 
Actinomycetaceae; Actinomyces. 


Corynebacterium 
7 Corynebacterium 
terineae; 


Arcanobacterium 
5 Arcanobacterium 


Corynebacterium 
0 Corynebacterium 
erineae; 


Alicyclobacillus 
lobacillus hesperidum 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivorax. 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


412704 Bacteria_16S 2183610 2183691 8 89 gi|219857611|ref|NR_025200.1| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

412704 Bacteria_16S 2195721 2195802 8 89 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

412704 Bacteria_16S 2264216 2264293 12 89 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO04 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
412704 Bacteria_16S 2333923 2334004 8 89 gi|219857507|ref|NR_025095.1| Nocardiopsis 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Nocardiopsis. 


Strept 


osporangineae; 


4 
marinus strain sr 
Bacteria; Synergi 
4 
strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


sublithincola str 
sublithincola Bac 
4 
kellyi strain BII 
Bacteria; Proteob 
4 
strain DNP505 16S 
Actinobacteria; A 


strain ILE-3 16S 
Synergistetes; Sy 


strain SMCC W459 
Firmicutes; Clost 


strain CDC 2991-8 
Proteobacteria; G 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


strain JCM 3151 1 
Actinobacteria; A 
Microbispora. 


412704 Bacteria_16S 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


412704 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


412704 Bacteria_16S 


strain IFO 16295 
Actinobacteria; A 


412704 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


412704 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 
4 
koleovorans strai 
acteria; Firmicu 


B 
4 
transvaalensis st 
transvaalensis Ba 
4 
stanieri strain A’ 
stanieri Bacteria 
Marinobacterium. 


412704 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 


phaeum strain PB 
Firmicutes; Clost 


412704 Bacteria_16S 


strain IFO 15616 
Actinobacteria; A 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 
M 44228 16S ribosomal RNA, partial seq 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


2351934 2352011 12 89 gi 


stetes; Synergistia; Synergistales; Sy 

2358081 2358174 8 101 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


2422144 2422225 8 89 gi 
rain PDB9 16S ribosomal RNA, partial s 


dococcus. 

2423688 2423769 14 95 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2425206 2425283 12 89 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2497421 2497502 8 89 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2560770 2560851 13 94 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2599242 2599319 12 89 gi 
ridia; Clostridiales; Peptococcaceae; 
2637568 2637637 13 82 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2669208 2669289 8 89 gi 


Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 
2670751 2670832 8 


89 gi 


ctinobacteridae; Actinomycetales; Stre 
2693280 2693361 8 89 gi 
TT 00-51 16S ribosomal RNA, partial se 
eae; Planotetraspora. 

2747257 2747338 8 89 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2771182 2771263 8 89 gi 
ctinobacteridae; Actinomycetales; Cory 
2780362 2780439 12 89 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2786374 2786478 11 116 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2789510 2789599 12 101 gi 
n TB 16S ribosomal RNA, partial sequen 
tes; Bacillales; Paenibacillaceae; Pae 
2795322 2795415 8 101 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
2866944 2867021 12 89 gi 
TCC 27130 16S ribosomal RNA, partial s 
; Proteobacteria; Gammaproteobacteria; 


v 


2884204 2884281 12 89 gi 
Thermoa 


gu: 


ridia; Thermoanaerobacterales; 


2903736 2903817 8 89 


ctinobacteridae; Actinomycetales; Micr 


412704 Bacteria_16S 


2934164 2934241 12 89 gi 


12 16S ribosomal RNA, partial sequence 


cteria; Actinobacteria; Actinobacterid 


a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 2770058 27 


2779259 27 


219857493 
23507 
nergistace 
219857489 
23569 
ales; Prop 
219857445 
equence 

ae; Actino: 


’ 


219857443 
sequence 
lavobacter 
219857442 
24240 
ales; Halo 
219857385 


2496307 24977 


nebacterin 
219857337 


2559665 25611 


ae; Aminob 
219857269 


16S ribosomal RNA, partial sequence 2598095 25994 
sulfotomacul 
ref 


De 
219857233 
26364 
Enterobac 
219857211 
uence 
inomycetal 


219857210 


6S ribosomal RNA, partial sequence 2669632 26710 


ptosporang 
219857193 
quence 
inomycet 
219857156 
equence 
e; Acti 


219857137 
715 
nebacterin 
219857130 
806 
otrichacea 
219857126 
ial sequen 
clobacilla 
219857124 
ce 27883 
nibacillus 
219857120 
sequence 

idiales; C 
219856880 
equence 

Alteromon 


219856869 


naerobacte 
219856854 


16S ribosomal RNA, partial sequence 2902597 29040 


ococcineae 
219856834 


jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 


nomycet 


e; 


, 


ref 


ae; 
ref 


ioni 


ref 


myce 


ref 


iale 
ref 


thio 
ref 


eae; 
ref 


teri 
ref 


es; 


ref 


ref 


ales 


ref 


ref 


ref 


ref 


lost 
ref 


adal 


ref 


ref 


2421026 24225 
tales; 


2422553 24239 
s; Flavobac 


rium. 


um. 


aceae; 


2668117 26695 


e; Streptos 


2692168 26936 
Streptosp 


, 


2746146 27474 
ales; Coryn 


Nocardiace 


Thiothrix. 


’ 


Alicyclob 


2794179 27955 
ridiaceae; 


2865789 28673 
es; 


ae; Thermac 


Microbacteria 


NR_025081.1 
96 2352265 Dethi 
Dethiosulfo 
NR_025077.1 
68 2358432 Propi 
bacterineae 


NR_025033.1 
Cory 


NR_025031.1 


NR_025030.1 
42 2425535 Halot 
bacillaceae; 
NR_024973.1 
79 Rhodococcus koreensis Bacteria; 
Nocardiace 
NR_024925.1 
17 Aminobacterium mobile Bacteria; 
acte 
ref |NR_024900.1 
55 Desulfotomaculum putei Bacteria; 


NR_024861.1 
13 2637923 Citro 
citr 
NR_024839.1 


Pseudonocard 


NR_024838.1 
87 Microbispora mesophila Bacteria; 
inea 


NR_024821.1 


NR_024784.1 


NR_024765.1 
50 Rhodococcus jostii Bacteria; 
eae; 
ref|NR_024758.1 


79 Thiothrix eikelboomii Bacteria; 


NR_024754.1 
ce 2785219 27867 
ceae 
ref|NR_024752.1 


65 2789727 Paeni 


NR_024748.1 


NR_024699.1 
Alteromo 


NR_024688.1 
25 Thermacetogenium phaeum Bacteria; 
race 
ref |NR_024673.1 


77 Zimmermannella alba Bacteria; 


NR_024653.1 


fe} 
Vv 


fe) 
i 


0 
n 


9 
t 
h 


’ 


a 
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Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


412704 Bacteria_16S 3480632 3480713 8 89 gi|219846589|ref|NR_026181.1| Actinomyces 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 3480915 Actinomyces 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

412704 Bacteria_16S 3498829 3498910 8 89 gi|219846577|ref|NR_026169.1| Actinomyces radingae 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

412704 Bacteria_16S 3542993 3543093 12 113 gi|219846548|ref|NR_026140.1| Bacillus clausii 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 3588696 3588765 12 81 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

412704 Bacteria_16S 3650909 3650986 12 89 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum gracile Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 
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Firmicutes; 
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Lactobacillaceae; 


Lactobacillus. 

412704 Bacteria_16S 393230 393333 12 116 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

412704 Bacteria_16S 414907 414987 12 92 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 419423 419511 12 100 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

412704 Bacteria_16S 456557 456637 12 92 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

412704 Bacteria_16S 476296 476376 12 92 gi|265678734|ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 513108 513188 12 92 gi|265678710|ref|NR_029015.1| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

412704 Bacteria_16S 529860 529928 13 81 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

412704 Bacteria_16S 737530 737606 14 90 gi| 265678556 |ref|NR_028860.1| Entomoplasma lucivorax 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

412704 Bacteria_16S 776362 776442 12 92 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

412704 Bacteria_16S 869463 869539 13 89 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

412704 Bacteria_16S 916621 916701 12 92 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
412704 Bacteria_16S 933622 933702 12 92 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 982775 982851 14 90 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 
strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

412704 Bacteria_16S 1021160 1021240 12 92 gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

412704 Bacteria_16S 1022713 1022793 12 92 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

412704 Bacteria_16S 1024284 1024364 12 92 gi|265678362|ref|NR_028664.1| Streptococcus mitis 
strain NS51 16S ribosomal RNA, complete sequence 1023111 1024630 Streptococcus mitis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

412704 Bacteria_16S 1033351 1033431 12 92 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 1059298 1059366 13 81 gi|265678338|ref|NR_028640.1| Deferribacter 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

412704 Bacteria_16S 1083159 1083239 12 92 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 1092354 1092434 12 92 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 
strain M 6 AY 16S ribosomal RNA, partial sequence 1091188 1092688 Lactobacillus algidus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 1114970 1115062 8 100 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 

412704 Bacteria_16S 1137611 1137703 8 100 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
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1213697 1215150 Halomonas neptunia Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


4 
strain Esulfidel 


roteobacteria; G 


P 
4 
gallinaceus strai 
gallinaceus Bacte 
4 
strain ELCA-2 16S 


Tenericutes; Moll 


strain PYAN-1 16S 
Tenericutes; Moll 


strain HKI 0122 1 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Beutenbergia. 

412704 Bacteria_16S 1411169 1411249 12 92 gi| 224581432 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptoco 
412704 Bacteria_16S 1412684 1412787 12 116 gi| 224581450 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 14130 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalter 
412704 Bacteria_16S 1478156 1478236 12 92 gi| 219878440 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 14785 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
412704 Bacteria_16S 1526440 1526520 12 92 gi| 219857499 
strain ATCC 25258 16S ribosomal RNA, partial sequence 15252 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
412704 Bacteria_16S 1556680 1556772 8 100 gi|219846194 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Streptomycetaceae; Kitasatospora. 

412704 Bacteria_16S 1568618 1568694 13 89 gi|219846057 
strain LB23 16S ribosomal RNA, partial sequence 1567482 15689 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
412704 Bacteria_16S 1586886 1586985 12 112 gi| 219878487 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 15872 
Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 1631040 1631143 12 116 gi| 219878456 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 1637166 1637265 12 112 gi| 219878452 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacil 
Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 1690449 1690552 12 116 gi| 219878414 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 16892 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
412704 Bacteria_16S 1745531 1745611 12 92 gi| 219878377 
strain ATCC 19645 16S ribosomal RNA, partial sequence 17443 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
412704 Bacteria_16S 1769675 1769747 13 85 gi| 219878358 
strain 525 16S ribosomal RNA, partial sequence 1768558 17700 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
412704 Bacteria_16S 1802943 1803042 12 112 gi| 219878334 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequen 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bac 
412704 Bacteria_16S 1838118 1838198 12 92 gi| 219878310 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillac 
412704 Bacteria_16S 1946164 1946267 12 116 gi| 219878231 
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4 
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Firmicutes; 


16S r 
Bacil 
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16S ribosomal RNA, partial sequence 1945009 19464 


1973642 19751 


224581404 


Halomonad 
219878314 
1 sequence 
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aceae; E 
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219878212 


219878118 
e 21022 
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ref 
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ref|NR_025497.1 
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ref|NR_025473.1 
ce 1801788 180329 
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NR_025449.1 
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ref |NR_025370.1 
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11 2103776 Desulf 
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Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


Streptococcus 
1 Streptococcus 
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acillus jensenii 


Kitasatospora 
1 Kitasatospora 


cineae; 


Leptotrichia hofstadii 


hofstadii Bacteria; 
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Planococcus maritimus 


ref|NR_025247.1 


2114343 2115849 Planococcus maritimus Bacteria; 


412704 Bacteria_16S 2124600 2124699 12 112 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 2126156 2126255 12 112 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 2288573 2288649 14 90 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
strain L1 16S ribosomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

412704 Bacteria_16S 2324914 2325006 8 100 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

412704 Bacteria_16S 2393042 2393122 14 94 gi|219857465|ref|NR_025053.1]| Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
412704 Bacteria_16S 2444745 2444848 12 116 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

412704 Bacteria_16S 2496066 2496146 12 92 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

412704 Bacteria_16S 2552988 2553095 8 116 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

412704 Bacteria_16S 2554549 2554656 8 116 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

412704 Bacteria_16S 2643782 2643885 12 116 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

412704 Bacteria_16S 2664693 2664773 12 92 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
412704 Bacteria_16S 2666255 2666335 12 92 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

412704 Bacteria_16S 2684431 2684511 14 94 gi|219857200|ref|NR_024828.1| Zobellia russellii 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 2684716 Zobellia russellii Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

412704 Bacteria_16S 2685873 2685953 14 94 gi|219857199|ref|NR_024827.1| Zobellia laminariae 


strain KMM 3676 1 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

412704 Bacteria_16S 2687342 2687422 14 94 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 

412704 Bacteria_16S 2705290 2705370 12 92 gi|219857185|ref|NR_024813.1| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 2784799 2784906 8 116 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 

412704 Bacteria_16S 2843690 2843782 8 100 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

412704 Bacteria_16S 2870065 2870168 12 116 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
412704 Bacteria_16S 2874812 2874911 12 112 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

412704 Bacteria_16S 2925264 2925344 12 92 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

412704 Bacteria_16S 3010100 3010180 12 92 gi|219846917|ref|NR_026509.1] Lactobacillus 
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ia; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


50 Zobellia laminariae Bacteria; 
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412704 Bacteria_16S 3775582 3775658 14 90 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

412704 Bacteria_16S 3796749 3796852 12 116 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

412704 Bacteria_16S 3927842 3927949 8 116 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

412704 Bacteria_16S 4056082 4056185 12 116 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

412704 Bacteria_16S 4072691 4072771 12 92 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

412704 Bacteria_16S 4080382 4080458 14 90 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

412704 Bacteria_16S 4131742 4131845 12 116 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

412704 Bacteria_16S 4141020 4141096 14 90 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

412704 Bacteria_16S 4142584 4142660 14 90 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

412704 Bacteria_16S 4148847 4148923 14 90 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

412704 Bacteria_16S 4154961 4155037 14 90 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

412704 Bacteria_16S 4159658 4159734 14 90 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
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4161224 4161300 14 90 gi| 219846107 |ref|NR_025697.1| Spiroplasma 
in PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4164255 4164331 14 90 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4174936 4175012 14 90 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4181089 4181165 14 90 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 

ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4185592 4185668 14 90 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 

ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

4222051 4222150 12 112 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 

4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
laceae; Anaerobacillus. 

61778 61833 12 67 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
osomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

91672 91755 7 90 gi|265679002|ref|NR_029310.1| Natroniella acetigena 

ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

154325 154396 11 82 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


412704 Bacteria_16S 425634 425701 14 81 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

412704 Bacteria_16S 520679 520754 14 89 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

412704 Bacteria_16S 522206 522281 14 89 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
412704 Bacteria_16S 526778 526857 11 90 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

412704 Bacteria_16S 602497 602564 14 81 gi|265678651|ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

412704 Bacteria_16S 610160 610243 12 95 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

412704 Bacteria_16S 639123 639178 12 67 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
412704 Bacteria_16S 842107 842186 12 91 gi| 265678485 |ref|NR_028788.1| Marinospirillum 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

412704 Bacteria_16S 867895 867950 12 67 gi| 265678467 |ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

412704 Bacteria_16S 1028771 1028846 14 89 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

412704 Bacteria_16S 1034911 1034994 12 95 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

412704 Bacteria_16S 1260000 1260079 13 92 gi|219846811|ref|NR_026403.1| Deinococcus 
radiopugnans ATCC 19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

412704 Bacteria_16S 1312692 1312747 12 67 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

412704 Bacteria_16S 1375258 1375325 14 81 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

412704 Bacteria_16S 1429587 1429642 12 67 gi|224581439|ref|NR_027221.1| Lysobacter 


antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 


1428427 1429921 Lysobacter 


antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Lysobacter. 


Bacteria; 


Bacteria; 


strain R-13291 16 
Proteobacteria; 


strain R-10289 16 
Proteobacteria; 


antarcticus strai 
antarcticus Bacte 


strain P 297/02 1 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 


Bacteria; Proteob 
4 


strain Cm al3 16S 


nitritireducens B 
Stenotrophomonas. 
4 
strain B1953/27.1 
Proteobacteria; G 


412704 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


412704 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


412704 Bacteria_16S 


strain NNO15840 1 
Bacteroidetes; Fl 


412704 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 

4 


laciale Bacteria 


kagerrakense str 
kagerrakense Bac 


g 
g 
4 
s 
s 
4 


412704 Bacteria_16S 
ayderensis strain 
Firmicu 
412704 Bacteria_16S 
kestanbolensis st 
kestanbolensis Ba 
412704 Bacteria_16S 
frigoris strain R 
Bactero 
412704 Bacteria_16S 


G 
412704 Bacteria_16S 


G 
412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 
macestii strain M 


12704 Bacteria_16S 


Proteobacteria; Deltaproteobacteria; Myxococcales; Sora 
412704 Bacteria_16S 2042078 2042133 12 67 gi 
broegbernensis strain B1616/1 16S ribosomal RNA, partia 
broegbernensis Bacteria; Proteobacteria; Gammaproteobac 
Pseudoxanthomonas. 

412704 Bacteria_16S 2043637 2043692 12 67 gi 
nitritireducens strain L2 16S ribosomal RNA, partial se 


12704 Bacteria_16S 


12704 Bacteria_16S 
laciale strain ACAM 644 16S ribosomal RNA, partial seq 


12704 Bacteria_16S 


12704 Bacteria_16S 


1555277 1555356 11 90 gi 
AB04 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1562694 1562773 11 90 gi 


cteria; Firmicutes; Bacillales; Bacill 
1628032 1628107 14 89 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1653876 1653931 12 67 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655423 1655478 12 67 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1809137 1809220 12 95 gi 
n CMS 260r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1819837 1819924 8 95 gi 


1850447 1850502 12 67 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1894743 1894841 13 112 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


1977939 1978037 13 112 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
1982608 1982687 11 90 gi 
ribosomal RNA, partial sequence 


acteria; Proteobacteria; Gammaproteoba 
2045212 2045267 12 67 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2049912 2049987 12 87 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2056048 2056127 11 90 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 
2065122 2065197 14 


, 


89 gi 
avobacteria; Flavobacteriales; Flavoba 
2094207 2094262 12 67 gi 
rain SGM-6 16S ribosomal RNA, partial 

cteria; Proteobacteria; Gammaproteobac 
2106393 2106468 14 


89 gi 


; Bacteroidetes; Flavobacteria; Flavob 


2142692 2142759 14 81 gi 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 


rain K4 16S ribosomal RNA, partial seq 


6S ribosomal RNA, partial sequence 2063988 20 


219857209 
nce 15541 
illus. 

219846143 
uence 
aceae; 
219878458 
nce 16269 
S; 
219878439 


1652728 16542 
thomonad 


an 
219878438 


1654275 16557 
thomonad 


an 
219878330 

sequence 

aceae; 
219878323 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
412704 Bacteria_16S 


oc 
219878302 

equence 

iay 


v 


219878268 
equence 
a; 


219878210 
19767 
ibrionales 

219878207 


1981436 19829 


ngiineae; 
219878167 
1 seque 
teria; 


219878166 
quence 
cteria; Xa 
219878165 
20440 
anthomo 
219878159 
sequence 

ales; Veil 
219878154 
tial seque 
dae; Actin 


219878147 
654 
cteriaceae 
219878126 
sequence 

teria; Xan 


219878116 
uence 
acteriales 
219857640 
uence 
lavobacter 
219857613 


2180550 2180625 14 89 gi 


omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 


omnivorum Bacteri 


a; Bacteroidetes; Flavobacteria; 


Flavobacteriales; 


Ano 


Flavoba 


Pla 


occineae 


Xantho: 


Desulfo 


nce 
Xan 


nad 


ref |NR_024837.1 
24 1555535 Anoxyb 


ref|NR_025733.1 

1561538 156291 
xybacillus. 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025578.1 


acea 
ref 


e; Thermomon 
NR_025577.1 


aceae; Thermomon 
ref |NR_025469.1 

1807983 180946 
nococcus. 
ref |NR_025462.1 
91 Plantibacter 
; Microbacteriac 
ref |NR_025441.1 

1849299 185079 
monadales; Xanth 


NR_025407.1 
1893578 189509 
vibrionales; s 


ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025306.1 
2040918 204243 
thomonadales; Xa 


ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


ref |NR_025304.1 
53 2045572 Luteim 
aceae; Luteimona 
ref |NR_025298.1 

2048758 205026 
lonellaceae; Ana 
ref |NR_025293.1 
nce 205497 
omycetales; Stre 


ref |NR_025286.1 


; Cellulophaga. 
ref|NR_025265.1 
2093069 209454 
thomonadales; Xa 
ref|NR_025255.1 
105286 210665 

; Cryomorphaceae 
ref|NR_025229.1 
2141553 214301 
iales; Flavobact 
ref|NR_025202.1 


ND 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Flavobacterium 
acterium frigoris 
obacterium. 

Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Planococcus 
1 Planococcus 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Thermomonas 

8 Thermomonas 

omonadaceae; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Pseudoxanthomonas 

9 Pseudoxanthomonas 

nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 
onas mephitis Bacteria; 
Ss. 

Anaeroarcus 
3 Anaeroarcus 
eroarcus. 

Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Cellulophaga baltica 


61 Cellulophaga baltica Bacteria; 


Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Flavobacterium 


’ 


2179421 218088 
Flavobacteria 


6 Flavobacterium 
ceae; Flavobacterium. 


injiangense stra 
injiangense Bact 


aiwanensis strai 
aiwanensis Bacte 
seudoxanthomonas 


Rod tee hoe 


Bacteria; Proteob 
acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 
stercorarium subs 
Clostridiaceae; C 
4 
gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 
4 
alkaliphilum stra 
Bacteria; Firmicu 


acidaminophila st 
acidaminophila Ba 


burkinensis strai 
Bacteria; Proteob 
4 
mcmeekinii strain 
acteria; Firmicu 


B 
4 
alkanoclasticum s 
alkanoclasticum B 
4 
voinovskiensis st 
voinovskiensis Ba 


412704 Bacteria_16S 


limicola strain S 
Bacteria; Bactero 


412704 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


412704 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


412704 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


412704 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


412704 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


412704 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


412704 Bacteria_16S 


strain ATCC 33616 
acteria; Proteob 


aponensis strain 


B 
4 
j 
Bacteria; Proteob 


4 
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12704 Bacteria_16S 


12704 Bacteria_16S 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


412704 Bacteria_16S 


412704 Bacteria_16S 


Clostridium stercorarium subsp. 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


2182066 2182141 14 89 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 
2185098 2185153 12 67 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


1 


2318753 2318808 12 67 gi 
acteria; Gammaproteobacteria; Xanthomo 
2320345 2320400 12 67 gi 
rain AMX 19 16S ribosomal RNA, partial 


cteria; Proteobacteria; Gammaproteobac 


na 


s 
te 


2326411 2326482 11 82 gi 


p- leptospartum strain ATCC 35414 16S ri 
lostridium. 

2397503 2397574 12 83 gi 
in LBS3 16S ribosomal RNA, partial seq 


eria; Firmicutes; Clostridia; Clostrid 


ue 


2527818 2527889 12 83 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2566923 2566998 12 87 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2606895 2606997 13 116 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2622350 2622433 12 95 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2634516 2634599 12 95 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; Plano 
2697652 2697731 11 90 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2742876 2742951 14 89 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2757727 2757810 12 94 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


ne 
oc 


al 


nc 
ib 


en 
mi 


se 
co 


eq 
ac 


ce 
S; 


al 
di 


2811916 2811983 14 81 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2813410 2813477 14 81 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
2837668 2837737 12 81 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2851473 2851528 12 67 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


s 
av 


eq 
ob 


qu 
ob 


1 


2853042 2853097 12 67 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2857721 2857776 12 67 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2923762 2923817 12 67 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 


na 


na 


ne 
na 


av 


ia 


id 


ia; 


219857612 
sequence 
obacteri 

219857609 
qu 
ia 


ence 


v 


219857517 
en 


ce 23175 
dales; 


equence 
ria; 


219857512 


bosomal 


219857462 


nce 
les; 


219857359 


e 25266 
caceae; 


219857290 


sequenc 


e 26057 
rionales 


219857251 


ce 26212 
crobium. 


219857236 


quence 
ccaceae; 


219857190 


uence 


eae; Ano 


219857159 


27 
Flav 


417 
oba 


219857148 


enc 
cl 


sequ 
ales; 


219857109 


equen 
obact 


ce 
eri 


219857108 


uence 
acterial 


219856899 


ence 
acillace 


219856890 


sequence 


; Pseudo 


219856889 


28518 
dales; X 


219856886 


28565 
dales; X 


219856841 


e 29226 
dales; X 


2999455 2999534 11 90 gi 


219846924 


flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


Xantho: 


xX 
219857516 


Xan 


Clo 


iales; V 
219857264 


ref|NR_025201.1 
180937 218240 
ales; Flavobacte 
ref|NR_025198.1 

2183928 218546 


monadales; Xanth 


is} 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
1 


thomonadales; Xa 


ref 
RNA, 


NR_025100.1 
partial seq 


ref|NR_025050.1 
2396386 239781 
stridiales Famil 


ref |NR_024947.1 
73 2528174 Desulf 
Desulfotomaculu 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref|NR_024881.1 
00 2622680 Plano: 


ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref|NR_024818.1 
2696496 269800 
xybacillus. 
ref |NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_024737.1 

2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 

2812273 281371 
es; Flavobacteri 
NR_024718.1 
2836503 283790 
Lactobacillu 
NR_024709.1 
2850317 285183 
monadales; Pseud 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 


Flavobacterium 
2 Flavobacterium 
riaceae; Flavobacterium. 
Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Desulfotomaculum 
otomaculum alkaliphilum 


m. 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Planomicrobium 


microbium mcmeekinii 


Planomicrobium 
1 Planomicrobium 


Anoxybacillus 
1 Anoxybacillus 


Flavobacterium 

acterium limicola 

obacterium. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


Tenacibaculum 

2 Tenacibaculum 

riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Lactobacillus 

8 Lactobacillus 

s. 
Pseudomonas 

5 Pseudomonas 

omonadaceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 


ref|NR_026516.1 
2998293 299981 


Anoxybacillus 
6 Anoxybacillus 


BRA A 


Xanthomonas. 


12704 Bacteria_16S 
adiophilus strain DSM 2 
adiophilus Bacteria; 
12704 Bacteria_16S 

strain LMG 471 16S ribos 
Proteobacteria; Gammaproteobacteria; 
412704 Bacteria_16S 
strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 
412704 Bacteria_16S 
strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 
412704 Bacteria_16S 
strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 
412704 Bacteria_16S 
vesicatoria strain LMG 9 
vesicatoria Bacteria; 


412704 Bacteria_16S 
strain LMG 690 16S ribos 
Proteobacteria; Gammaproteobacteria; 
412704 Bacteria_16S 
strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 
412704 Bacteria_16S 
strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 
412704 Bacteria_16S 
strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 
412704 Bacteria_16S 
strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
412704 Bacteria_16S 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial 
hydrogenovorans Bacteria; 


3167114 3167193 13 


Deinococcus-Thermus; 


3182286 3182341 12 


3183838 3183893 12 


3185390 3185445 12 


3186942 3186997 12 


3188494 3188549 12 
Proteobacteria; 


3190046 3190101 12 


3191598 3191653 12 


3193150 3193205 12 


3194700 3194755 12 


3196252 3196307 12 


3244591 3244650 8 


Proteobacteria; 


Desulfonatronovibrio. 


412704 Bacteria_16S 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
412704 Bacteria_16S 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
412704 Bacteria_16S 
strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
412704 Bacteria_16S 


3289792 3289847 12 


3291317 3291372 12 


3292869 3292924 12 


3294421 3294476 12 


0551 16S ribosomal RNA, partial sequence 


omal RNA, partial sequence 


somal RNA, partial sequence 3182688 31841 


omal RNA, partial sequence 


omal RNA, partial sequence 


67 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


67 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


67 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


67 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


67 


somal RNA, partial sequence 3193552 31950 
Xanthomonadales; Xanthomonad 


67 


67 


Deltaproteobacteria; 


67 


67 


67 


67 


strain LMG 538 16S ribosomal RNA, partial sequence 


P 
4 
a 
a 
Xanthomonas. 
4 
p 
p 
4 


lbilineans Bacteria; 


12704 Bacteria_16S 
araputrificum strain ATCC 25780 16S ribosomal RNA, partial seque 
araputrificum Bacteria; Clostridiales; C 
12704 Bacteria_16S 
stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, 


Clostridium stercorarium subsp. thermolacticum Bacteria; 


3295971 3296026 12 
Proteobacteria; 
3550701 3550780 13 


Firmicutes; Clost 
3582469 3582540 11 


Clostridiaceae; Clostridium. 


412704 Bacteria_16S 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 
thermopalmarium Bacteria; 
412704 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; 


3584016 3584095 13 


Firmicutes; Clos 
3702540 3702607 14 


Flavobacteri 
3810338 3810417 12 


complete seq 


3843845 3843920 14 


roteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
12704 Bacteria_16S 


67 


lbilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


92 


ridia; 
82 


92 


tridia; 
81 


ribosomal RNA, partial sequence 
Flavobacteria; 
412704 Bacteria_16S 
strain B62 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
412704 Bacteria_16S 


ales; 
90 
uence 


89 


Clostridiales; 


Flavobacteriaceae 


3185792 31872 


Xanthomonadales; Xanthomonad 


gi|219846796 


aceae; 
ref 


NR_026388.1 
3187344 318884 


92 gi|219846810|ref|NR_026402.1| Deinococcus 
3165996 3167465 Deinococcus 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
67 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
3181138 3182637 Xanthomonas sacchari Bacteria; 
Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
67 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
89 Xanthomonas codiaei Bacteria; 
Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
67 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
3184240 3185741 Xanthomonas bromi Bacteria; 
Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
67 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadales; Xanthomonadaceae; 
gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
3188896 3190397 Xanthomonas cucurbitae Bacteria; 

aceae; Xanthomonas. 
gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
3190448 3191949 Xanthomonas hortorum Bacteria; 

aceae; Xanthomonas. 
gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
3192000 3193501 Xanthomonas pisi Bacteria; 

aceae; Xanthomonas. 
gi|219846792|ref|NR_026384.1| Xanthomonas melonis 

51 Xanthomonas melonis Bacteria; 

aceae; Xanthomonas. 
gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
3195102 3196603 Xanthomonas vasicola Bacteria; 

aceae; Xanthomonas. 
gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 


sequence 
De 


gi|219846728 


gi|219846727 


gi|219846726 
3291719 32932 


gi| 219846725 
3293271 32947 
gi| 219846724 


gi|219846543 


gi|219846521 


gi|219846520 


gi|219846435 
3701387 37028 


gi| 219846356 
3809177 38107 


Xanthomonadales; 


gi| 219846333 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 


hibernum Bacteria; 


Bacteroidetes; Flavobac 


teria; 


Flavobacteriales; 


sulfovibrionales 


ref 
16 Xanthomonas populi Bacteria; 
aceae; 
ref 
68 Xanthomonas oryzae Bacteria; 
aceae; 
ref 
20 Xanthomonas fragariae Bacteria; 
aceae; 
ref 
72 Xanthomonas axonopodis Bacteria; 
aceae; 
ref 


ref 
nce 
lostridiaceae; C 
ref 
partial sequenc 
Firmicutes; 


ref 


Clostridiaceae; 


3243444 324494 


NR_026320.1 


Xanthomon 
NR_026319.1 


Xanthomon 
NR_026318.1 


Xanthomon 
NR_026317.1 


Xanthomon 
NR_026316.1 
3294823 329632 
Xanth 


NR_026135.1 
354957 


NR_026113.1 


NR_026112.1 
3582883 358438 


Clostridia; 


6 Desulfonatronovibrio 
; Desulfohalobiaceae; 


Xanthomonas populi 


as. 
Xanthomonas oryzae 


as. 
Xanthomonas fragariae 


as. 
Xanthomonas axonopodis 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Clostridium 

2 3551038 Clostridium 
lostridium. 
Clostridium 

e 3581316 3582832 
Clostridiales; 


Clostridium 
5 Clostridium 
Clostridium. 


3842717 384417 


Flavobacteriaceae; 


ref|NR_026026.1| Gelidibacter algens 

64 Gelidibacter algens Bacteria; 

; Gelidibacter. 

ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 

ref|NR_025923.1| Flavobacterium 


7 Flavobacterium 
Flavobacterium. 


4 
° 
° 
4 
Bacteroidetes; 


Proteobacteria; 


Bacteroidetes; 


epiphytica strain 


epiphytica Bacteria; 
412704 Bacteria_16S 


12704 Bacteria_16S 
keanokoites strain IFO 12536 16S ribosomal RNA, partial 
keanokoites Bacteria; 
12704 Bacteria_16S 

strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 39826 
Flavobacteria; Flavobacteriales; 
412704 Bacteria_16S 


strain 25-4 16S ribosomal RNA, partial sequence 


Flavobacteria; 
412704 Bacteria_16S 
KMM 3906 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


3931004 3931087 12 


Firmicutes; 


3982387 3982454 14 


4000222 4000277 12 


4013787 4013854 14 


4015267 4015334 14 


4016746 4016813 14 


Bacillales; 


95 


81 


67 


81 


81 


Flavobacteria; 


81 


gi 


gi 


gi 


3999120 40005 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 
412704 Bacteria_16S 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 40140 
Flavobacteriales; 


gi 


gi 


219846274 


219846237 


Flavobacteriaceae; 


219846225 


219846214 


Flavobacteriaceae; 


219846213 


sequence 


Planococcaceae; Pl 


ref 


ref 


ref 


ref 


ref 


Flavobacteriales; 


gi 


219846212 


thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 


thalassocola Bacteria; 


Winogradskyella. 


Bacteroidetes; 


Bacteroidetes; 


Bacteroidetes; 


412704 Bacteria_16S 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 
stackebrandtii Bacteria; 
412704 Bacteria_16S 
strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 40898 
Flavobacteria; Flavobacteriales; 
412704 Bacteria_16S 
strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 40913 
Flavobacteria; Flavobacteriales; 
412704 Bacteria_16S 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial 
sedimenticola Bacteria; 
412704 Bacteria_16S 

strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 40943 
Flavobacteria; Flavobacteriales; 


412704 Bacteria_16S 


Bacteroidetes; 
4044126 4044209 12 
Firmicutes; 
4089568 4089643 14 
4091057 4091132 14 
4092553 4092628 14 

Bacteroidetes; 


4094034 4094109 14 


4162772 4162839 14 


Bacillales; 


Flavobacteria; 


95 


89 


89 


89 


Flavobacteria; 


89 


81 


gi 


gi 


gi 


gi 


gi 


gi 


Flavobacteri 


219846191 


Planococcaceae; 


219846160 


Flavobacteriaceae; 


219846159 


Flavobacteriaceae; 


219846158 


219846157 


Flavobacteriaceae; 


219846106 


strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 41630 


Bacteroidetes; 


Flavobacteria; 
412704 Bacteria_16S 


4197789 4197868 11 


Flavobacteriales; 


90 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; 


67784 67854 12 


Bacillales; Bacillaceae; Anoxybacillus. 
412704 Bacteria_16S 


82 


gi 


Flavobacteriaceae; 


219846077 


4196627 41980 


gi 


asaccharolytica strain Y-345 16S ribosomal RNA, partial 


asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


412704 Bacteria_16S 
ferrireducens strain PAL-1 16S ribosomal RNA, 
ferrireducens Bacteria; 
412704 Bacteria_16S 


strain BAL-1 16S 


412704 Bacteria_16S 


93225 93295 12 


Deferribacteres; 
131534 131604 12 


203251 203352 14 


82 


82 


ribosomal RNA, complete sequence 


gi 


complete 
Deferribacterales; 


gi 


265679019 
sequence 


265679001 
sequence 


265678975 


130392 13190 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


proteolyticus strain BT 16S ribosomal RNA, partial sequence 20208 


proteolyticus Bacteria; 


Coprothermobacter. 


412704 Bacteria_16S 
strain DKP 16S ribosomal RNA, partial 
Bacteria; 
412704 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


Firmicutes; 
321864 321954 11 


Firmicutes; 
348104 348186 12 


borstelensis strain Logan B4029 16S ribosomal RNA, partial sequen 


borstelensis Bacteria; 
412704 Bacteria_16S 


strain E-1-A 16S 


Firmicutes; 
356851 356921 12 


371762 371832 12 


Bacillales; 


82 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
412704 Bacteria_16S 


82 


Paenibac 


gi 


illaceae; 
265678818 


355741 35715 


Sphingomonadales; 


gi 


265678807 


denitrificans strain DN34 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; 


Pseudovibrio. 


412704 Bacteria_16S 


373260 373330 12 


82 


gi 


265678806 


phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


sequence 
Flavobacter 


Sp 


Defer 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Rhodobac 


ref 


3929851 39313 
anomicrobium. 


aceae; 


Wi 


4015607 40170 
ales; 


4042976 40444 
Planococcus. 


4091411 40928 


iales; Flavobact 


08 Anoxybacillus 


66694 
hingomonadales; 


92051 
ribacteraceae; 


2 Chrysiogenes 


ce 346943 348361 
Brevibacillus. 


7 Sphingopyxis 
Sphingomonadac 


370665 372098 
Rho 


NR_025864.1 


NR_025827.1 


NR_025815.1 


NR_025804.1 


NR_025803.1 


4014130 401555 
Flavobacteri 


NR_025802.1 


NR_025781.1 


NR_025750.1 


NR_025749.1 


NR_025748.1 


NR_025747.1 


NR_025696.1 


NR_025667.1 


NR_029327.1 
68135 


NR_029309.1 
93594 


NR_029283.1 


116 gi| 265678928 |ref|NR_029236.1 
7 203611 Coprot 
Clostridia; Thermoanaerobacterales; Thermodes 
101 gi| 265678846 |ref|NR_029151.1 
sequence 320691 322234 
Bacillales; Bacillaceae; Bacillus. 
94 gi|265678826|ref|NR_029131.1 


NR_029123.1 


eae; 
NR_029112.1 


terales; 


NR_029111.1 


2 


a 
Flavobacte 


3 


4 


G 


Planomicrobium 
2 Planomicrobium 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 
Bizionia. 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 
Silanimonas. 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 
nogradskyell 


a. 
Winodgradskyella 

6 Winodgradskyella 

aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 

riaceae; 


Planococcus 
9 Planococcus 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 
Maribacter. 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 
Maribacter. 


Maribacter 

9 Maribacter 

eriaceae; Maribacter. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 
Arenibacter. 


Algibacter lectus 


67 Algibacter lectus Bacteria; 
Algibacter. 


Anoxybacillus gonensis 
gonensis Bacteria; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Geovibrio 

Geovibrio 

eovibrio. 

Chrysiogenes arsenatis 


arsenatis Bacteria; 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


Bacillus 
Bacillus 


Brevibacillus 
Brevibacillus 


Sphingopyxis terrae 


terrae Bacteria; 
Sphingo 


pyxis. 

Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Sphingomonas 


372149 373610 Sphingomonas 


Sphingomonadales; S 


phingomonadaceae; 


strain YIM 70085 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


strain CE2105 16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


422472 422554 8 90 gi 


494729 494811 8 90 gi 


629984 630054 12 82 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


strain 6111 16S r 
roteobacteria; G 


P 
4 
biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 
4 
silvestris strain 
silvestris Bacter 
4 
nematophilus stra 
nematophilus Bact 


strain SW-45 16S 
Proteobacteria; G 
strain M39 16S ri 
Proteobacteria; G 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


singaporensis str 
singaporensis Bac 
Klebsiella. 


geysericola strai 
geysericola Bacte 


strain T7 16S rib 
irmicutes; Bacil 


F 
4 
yabuuchiae strain 
Bacteria; Proteob 
4 
strain DAPP-PG 22 
Proteobacteria; A 


412704 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


412704 Bacteria_16S 


strain JCM 4837 1 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 
n GC-42 16S ribosomal RNA, partial seq 
412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


699726 699803 12 90 
ibosomal RNA, partial sequence 


gi 


bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
834558 834628 12 82 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


836060 836130 12 82 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

849617 849671 13 


’ 


67 gi 


teria; Proteobacteria; Gammaproteobact 


978245 978315 12 82 gi 
ria; Chloroflexi; Herpetosiphonales; H 
1008972 1009054 12 94 gi 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1068316 1068386 12 82 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078619 1078689 12 82 gi 
4 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1081632 1081710 12 90 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1086131 1086213 8 90 gi 


ain LX3 16S ribosomal RNA, partial seq 


265678773 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
412704 Bacteria_16S 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


265678722 
quence 


v 


265678631 


628893 63029 
Rhodospiri 


265678583 


698584 69993 


787469 78896 
ciricketts 


265678490 


eria; 


265678392 
uence 


265678372 


1007814 10092 


265678332 
ence 10672 


Sphingomonadales; 


265678324 
10775 


265678322 


1080469 10819 


265678319 


6S ribosomal RNA, partial sequence 1085003 10864 


ococcineae 


Actinomy 


ial sequen 


Ente 


erpetosiph 


Sphingomon 


ref|NR_029078.1| Yaniella halotolerans 
0 Yaniella halotolerans Bacteria; 
; Yaniellaceae; Yaniella. 
ref|NR_029027.1] Arthrobacter 

493586 495067 Arthrobacter 
cetales; Micrococcineae; Micrococcaceae; 


ref |NR_028936.1| Roseospira marina 

8 Roseospira marina Bacteria; 

llaceae; Roseospira. 

ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 


ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

720725 720795 12 82 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
ain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
teria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 

731466 731544 12 90 gi| 265678561 |ref|NR_028865.1| Solibacillus 

HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
ia; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

762434 762516 12 94 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
in NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

763984 764054 12 82 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

788601 788679 12 90 gi|265678520|ref|NR_028824.1| Methylophaga alcalica 


2 Methylophaga alcalica Bacteria; 
iaceae; Methylophaga. 
ref|NR_028793.1| Zymomonas mobilis 
ce 833445 834896 Zymomonas mobilis 


cteria; Sphingomonadales; Sphingomonadaceae; 
265678489 |ref|NR_028792.1| Zymomonas mobilis 
tial sequence 834947 836398 Zymomonas 
roteobacteria; Sphingomonadales; 
265678480|ref|NR_028783.1| Klebsiella 

uence 848542 849823 Klebsiella 


robacteriales; Enterobacteriaceae; 


Herpetosiphon 
Herpetosiphon 


ref |NR_028694.1 

977181 978580 
onaceae; Herpetosiphon. 
ref|NR_028674.1| Bacillus edaphicus 
65 Bacillus edaphicus Bacteria; 


ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingomonas. 
ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Sphingomonas melonis 
omonas melonis Bacteria; 


ref|NR_028621.1| Streptomyces tauricus 
81 Streptomyces tauricus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
412704 Bacteria_16S 1133098 1133180 8 90 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

412704 Bacteria_16S 1149808 1149878 12 82 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 


strain AAFu3 16S 
Deferribacteres; 


412704 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


ribosomal RNA, partial sequence 


412704 Bacteria_16S 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 


1148654 11501 


12753 


27 Geovibrio thiophilus Bacteria; 


Deferribacterales; Deferribacteraceae; Geovibrio. 
1211865 1211943 12 90 gi|224581438|ref|NR_027220.1| Halomonas 
rain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
cteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
1276500 1276578 12 90 gi|219846179|ref|NR_025769.1| Chromohalobacter 


63 1276810 Chromohalobacter sarecensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 


4 
hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


strain 2DT 16S ri 
Firmicutes; Bacil 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


bryozoorum strain 
Bacteria; Proteob 


strain 34hsl1 16S 
Firmicutes; Bacil 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 
4 
strain DSM 40597 


Actinobacteria; Actinobacteridae; Actinomycetales; 
412704 Bacteria_16S 


purpurogeneiscler 
Streptomycineae; 


maitriensis strai 
Bacteria; Firmicu 
4 
strain LMG 2096 


roteobacteria; G 


P 
4 
alexandrii strain 
alexandrii Bacter 
4 
strain SE3104 16S 
roteobacteria; A 


P 
4 
israelensis strai 
Bacteria; Proteob 
4 
canadensis strain 
canadensis Bacter 
Chromohalobacter. 
4 
strain EDIV 16S r 
Proteobacteria; A 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


strain ATCC 15260 
Proteobacteria; A 
4 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
412704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


1293056 1293126 12 82 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


1297547 1297646 12 112 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1346512 1346594 8 90 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


gi 


1354051 1354117 16 82 gi 
rain PAl 5 16S ribosomal RNA, partial 
1 5 Bacteria; Proteobacteria; Alphapro 


1406661 1406731 12 82 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1463017 1463087 12 82 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1514305 1514383 12 90 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1597701 1597783 8 90 gi 
Stre 
1599249 1599331 8 90 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 
1600797 1600879 8 


v 


90 gi 
Stre 
1602345 1602427 8 90 gi 
oticus strain DSM 43156 16S ribosomal 


Streptomycetaceae; Streptomyces. 
1635704 1635782 12 90 gi 
n S1 16S ribosomal RNA, partial sequen 
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eae; Roseosp 
NR_025431.1 
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Coriobacteriales; 


7B 16S ribosomal RNA, partial sequence 


Clostr 


gi 


epidermidis strain P159 16S ribosomal RNA, partial sequ 


revibacterium. 
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acteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


Texas 16S ribosomal RNA, partial sequ 


224833 224910 12 


Clostridiales; 
258386 258475 12 


329627 329710 11 
Firmicutes; 


367296 367385 12 


89 


101 


94 


101 


Proteobacteria; Gammaproteobacteria; Methyloc 


gi 


16S ribosomal RNA, partial sequence 223682 22507 
Peptococcaceae; 


gi 


complete sequence 257219 25873 


Thermoanaerobacterales; Thermoa 


gi 
Clos 


gi 


fontislapidosi strain F23 16S ribosomal RNA, partial se 
Gammaproteobac 


fontislapidosi Bacteria; 


Idiomarina. 


ffusa strain AP1 
acteria; 


BOOK TDO SA 


12704 Bacteria_16S 


Proteobacteria; 


387062 387139 12 


408599 408672 12 


420932 421013 8 


89 


85 


89 


gi 


03 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomo 
12704 Bacteria_16S 
mmonificans strain HB-1 16S ribosomal RNA, partial sequence 
mmonificans Bacteria; Aquificae; Aquificales; Desulfur 
12704 Bacteria_16S 


gi 


gi 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


antiquum Bacteria; 
Brevibacterium. 


412704 Bacteria_16S 


424058 424158 12 


113 


strain F12 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


lales; 
412704 Bacteria_16S 


Bacillaceae; 
493175 493244 12 


Bacillus. 


81 


strain R65 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


gi 


422881 42442 


gi 


219846100 


219846099 


s. 
219846075 


219846074 


Acti 


219846073 


265679054 


Gammaproteobacteria; Thiotrichales; F 

85 gi|265679041|ref|NR_029349.1 

33436 34786 Atopob 

Coriobacterineae; Coriobacteri 

81 gi| 265678978 |ref|NR_029286.1 

125918 127358 Actino 

; Actinomycetace 

67 gi|265678976|ref|NR_029284.1 
128870 13034 

Prevotellaceae; Prevotella. 

95 gi| 265678962 |ref|NR_029270.1 

150066 15156 
Clostridiaceae; Clostridium. 
101 gi|265678959|ref|NR_029267.1 


idiales; C 
265678954 
ence 16233 
ales; Micr 


265678933 
ence 19438 
occales; M 
265678913 


Peptococcu 
265678890 


naerobacte 
265678841 
al sequenc 
tridiales; 


265678810 
quence 
teria; Alt 


265678797 

38592 
nadales; S 
265678783 


obacteriac 
265678774 

sequence 

tinomyceta 


265678772 


ref |NR_025690.1 
aceae; Marinobac 
ref|NR_025689.1 


ref|NR_025665.1 
31 Arthrobacter 
; Micrococcaceae 
ref|NR_025664.1 
ence 420108 
nomycetales; Str 


ref|NR_025663.1 
27 Streptomyces 
e; Streptomyceta 
ref|NR_029362.1 

13461 14981 


154728 156242 
lostridiaceae; C 
ref |NR_029262.1 
4 163815 Brevib 
ococcineae; Brev 


ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref|NR_029221.1 


Ss. 
ref|NR_029198.1 
1 Moorella 
raceae; Moorella 
ref |NR_029146.1 
e 328486 329942 
Clostridiales F 


eromonadales; 


ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_029088.1 

407444 408915 
eae; Thermovibri 
ref |NR_029079.1 

419777 421277 
les; Micrococcin 


ref|NR_029077.1 


265678723 


Marinobacter excellens 


64 Marinobacter excellens Bacteria; 


ter. 
Vagococcus carniphilus 


27 Vagococcus carniphilus Bacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Streptomyces 

2 4202529 Streptomyces 

eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


ceae; Streptomyces. 
Francisella tularensis 
Francisella tularensis 

rancisellaceae; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 

Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 

Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Clostridium 

Clostridium 
lostridium. 

Brevibacterium 
acterium epidermidis 
ibacteriaceae; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 
Peptococcus niger 


4 Peptococcus niger Bacteria; 


Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 
Sedimentibacter 
Sedimentibacter 

amily XI. Incertae 


Idiomarina 
Idiomarina 
iomarinaceae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Thermovibrio 
Thermovibrio 
oO. 

Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


ref|NR_029028.1 


Marinobacter sediminum 


492024 493535 Marinobacter sediminum Bacteria; 


strain CS1 16S ri 
Firmicutes; Lacto 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


strain ED 11/3LLK 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


cetonica strain 4 
Bacteria; Proteob 


strain ThSch 12 1 
Proteobacteria; G 


strain LA1 16S ri 
Bacteroidetes; Fl 


strain J1 16S rib 
Proteobacteria; A 
4 
strain OS Hl 16S 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliore 
412704 Bacteria_16S 884340 884429 12 101 gi| 265678455 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Synt 
Desulfacinum. 

412704 Bacteria_16S 902708 902785 12 89 gi| 265678443 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chro: 
Thioalkalivibrio. 

412704 Bacteria_16S 925978 926055 13 90 gi| 265678428 


strain PSv29 16S 
roteobacteria; D 
alicylatoxidans 
alicylatoxidans 
seudaminobacter. 


ithotrophicum st 
ithotrophicum Ba 


Per PDH OD PD 


insulare strain K 
Bacteria; Proteob 


412704 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


412704 Bacteria_16S 


acidifaciens stra 
Bacteria; Bactero 
4 
dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


514547 514636 12 101 
bosomal RNA, partial sequence 

bacillales; Lactobacillaceae; Lactobac 
525231 525304 8 81 gi 
$13 16S ribosomal RNA, partial sequenc 


gi 


604110 604183 12 85 gi 
16S ribosomal RNA, partial sequence 


Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 
412704 Bacteria_16S 605542 605619 12 89 gi| 265678648 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 60442 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
Saccharospirillum. 

412704 Bacteria_16S 611705 611794 12 101 gi| 265678644 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 
412704 Bacteria_16S 623799 623876 15 92 gi| 265678636 


ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

687519 687596 13 90 gi 
80 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
704120 704197 12 89 gi 


ammaproteobacteria; Chromatiales; Chro 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
956856 956925 12 81 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


1050283 1050356 12 85 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1051774 1051851 12 89 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Oceanosp 
1056215 1056304 12 101 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1105827 1105880 14 67 gi 
in A40 16S ribosomal RNA, partial sequ 
idetes; Bacteroidia; Bacteroidales; Ba 
1121035 1121112 12 89 gi 
1 16S ribosomal RNA, partial sequence 

roteobacteria; Deltaproteobacteria; My 


412704 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 
Carboxydibrachium 


1195175 1195252 12 89 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; 


513446 51481 


acteria; Actinobacteridae; Actinomycet 


n IMMIB D-1488 16S ribosomal RNA, part 


6S ribosomal RNA, partial sequence 702960 70436 


745124 745177 14 67 gi| 265678550 
bosomal RNA, partial sequence 744001 74541 
avobacteria; Flavobacteriales; Flavobacteriaceae 

768547 768616 12 81 gi| 265678534 
osomal RNA, partial sequence 767437 76891 
lphaproteobacteria; Rhizobiales; Hyphomicrobiace 

851023 851100 13 90 gi| 265678479 


849874 85135 


924822 92631 


265678709 


illus. 

265678702 
e 52414 
ales; Cory 


265678649 
60290 


ial sequen 
Actinomyc 


265678591 
68634 
acterales; 

265678580 


matiaceae; 


Desulfoba 
265678408 
sequence 
acteria; R 
265678345 
quence 
urobacteri 
265678343 
10506 
irillales; 
265678340 
uence 
ae; Parali 
265678305 
ence 11046 
cteroidace 
228716127 
11198 
xococcales 


ref|NR_029014.1 
3 Lactobacillus 


ref |NR_029007.1 
6 525550 Coryne 


5 Lamprocystis 
Lamprocystis. 
ref |NR_028854.1 
8 Psychroflexus 
; Psychroflexus 
ref |NR_028838.1 


Devosia. 
NR_028782.1 


ae; 
ref 


stis. 
ref|NR_028757.1 

883190 884650 
rophobacterales; 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 
ref|NR_028730.1 
cteraceae; Desul 
ref|NR_028710.1 

955748 957207 
hizobiales; Phyl 


ref |NR_028647.1 

1049100 105058 
aceae; Balneariu 
ref |NR_028645.1 
31 1052062 Marino 
Marinospirillum 
ref |NR_028642.1 

1055053 105655 
obacillus. 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides 
ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


’ 


228715634 


ref|NR_027536.1 


Lactobacillus rossiae 
rossiae Bacteria; 


Corynebacterium 
bacterium ciconiae 


nebacterineae; Corynebacteriaceae; 
ref|NR_028954.1| Thermovibrio ruber 
5 604369 Thermovibrio ruber Bacteria; 
ref|NR_028953.1| Saccharospirillum 
0 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 
ref|NR_028949.1| Lactobacillus 
610536 612079 Lactobacillus 
; Lactobacillus. 
ref|NR_028941.1| Corynebacterium 
ce 622694 624168 Corynebacterium 
etales; Corynebacterineae; 
ref|NR_028896.1| Desulfosarcina 
3 687857 Desulfosarcina cetonica 
Desulfobacteraceae; Desulfosarcina. 
ref|NR_028885.1| Lamprocystis purpurea 


purpurea Bacteria; 


Psychroflexus tropicus 
tropicus Bacteria; 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Thioalkalivibrio 
Thioalkalivibrio 


iorhodospiraceae; 


Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Pseudaminobacter 
Pseudaminobacter 

lobacteriaceae; 


Balnearium 
0 Balnearium 
m. 

Marinospirillum 
spirillum insulare 
Paraliobacillus 
2 Paraliobacillus 


Bacteroides 
oides acidifaciens 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Carboxydibrachium 


1194029 1195514 Carboxydibrachium pacificum 


Thermoanaerobacterales; 


Thermoanaerob 


acteraceae; 


acetiphilus DSM 1 
12809 Bacteria; 


Desulfonema. 

urealyticum DSM 7 
Corynebacteriacea 
4 


ATCC 43183 16S ri 
acteria; 


agnetospirillum. 


DCB-2 Bacteria; 


strain 08145 16S 
Proteobacteria; 


4 

ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 
4 


strain SMP-10 16S 
Proteobacteria; D 


412704 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


412704 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


412704 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


412704 Bacteria_16S 


picturae strain L 
picturae Bacteria 
Brevibacterium. 


412704 Bacteria_16S 


strain ME102 16S 
Proteobacteria; 

4 
strain LUH4616 16 
Proteobacteria; G 


G 


412704 Bacteria_16S 


schindleri strain 
schindleri Bacter 
4 
strain DSM 11713 
Firmicutes; Bacil 
4 

psychrotolerans s 
psychrotolerans B 
4 


CIP 106764 16S ri 
Firmicutes; Lacto 


412704 Bacteria_16S 


strain LUH 3792Ty 
Bacteria; Proteob 


412704 Bacteria_16S 


strain M384 16S r 
Bacteroidetes; Ba 


412704 Bacteria_16S 
D 
412704 Bacteria_16S 
ishimotonii strai 
ishimotonii Bacteria; 
412704 Bacteria_16S 

109 16S ribosomal RNA, partial sequence 
DSM 7109 Bacteria; 
12704 Bacteria_16S 


Bacteroidetes; 
12704 Bacteria_16S 


12704 Bacteria_16S 
afniense strain DCB-2 16S ribosomal RNA, partial sequence 
Firmicutes; 
412704 Bacteria_16S 


G 
12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


bosomal RNA, 


B 

4 

gryphiswaldense strain MSR-1 16S ribosomal RNA, partial 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacter 
M 

4 

h 


rochaetales; 


lales; 


acteria; 


bosomal RNA, 


cteroidia; 


412704 Bacteria_16S 


1196726 1196795 12 81 gi| 228715574 
2809 16S ribosomal RNA, partial sequence 11955 
eferribacteres; Deferribacterales; Deferribacter 
1270701 1270778 13 90 gi| 219846400 
n Tokyo 01 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulf 
1291572 1291645 8 81 gi| 228720812 


Actinobacteria; Actinobacteridae; Actinomyceta 
e; Corynebacterium. 
1296149 1296202 


Bacteroidia; 
1340270 1340339 12 


1341853 1341930 12 


Clostridia; 
1382728 1382817 12 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1403687 1403764 12 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromonadales; 


1405183 1405287 11 
ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


1567083 1567160 13 
ibosomal RNA, partial sequence 
obacteriales; 
1603906 1603987 8 
MG 22061 16S ribosomal RNA, partial sequence 

; Actinobacteria; Actinobacteridae; Actinomyceta 


1862427 1862496 12 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1873158 1873235 13 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellace 
1888605 1888682 13 
LUH5832 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 
1891668 1891745 12 
16S ribosomal RNA, partial sequence 1890504 18919 

Bacillaceae; 
1893189 1893266 12 
train DSM 11706 16S ribosomal RNA, partial sequence 
Firmicutes; 
1903782 1903871 12 


bacillales; Aerococcaceae; 
1913978 1914055 13 

pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 
2046790 2046843 14 
ibosomal RNA, partial sequence 
Bacteroidales; 
2062178 2062255 12 


12904 


14 67 
partial sequence 
Bacteroidales; 
81 


gi|]224581415 
1295007 12963 
Bacteroidace 
gi|228721340 
sequence 


89 228721140 
13406 
Clostridiales; Peptococca 

101 gi| 228717104 
1381574 13830 
Idiomarinac 
gi| 219857444 
14026 
P 


gi 


89 


116 gi] 219857153 


1404010 14055 


1522207 15236 
Spirochaetaceae; Treponema. 
90 gi| 219846058 
1565947 15674 
Leptotrichia. 
gi| 219878475 


Fusobacteriaceae; 
89 


81 gi|219878293 
1861284 18627 
fe) 
gi|219878286 


1872026 18734 


90 


90 gi| 219878273 


89 gi| 219878270 
Bacillus. 


89 gi|219878269 


Bacillales; Bacillaceae; 
101 gi| 219878261 
partial sequence 1902626 19040 
Facklamia. 

90 gi| 219878253 
19128 
67 gi| 219878161 
2045623 20471 
Prevotellaceae; 


leiphilaceae; 


Pseudomonadales; 


Bacillus. 


Moraxellaceae; 


Prevotella. 


ref|NR_027535.1| Denitrovibrio 
65 1197080 Denitrovibrio acetiphilus DSM 
aceae; Denitrovibrio. 
ref|NR_025991.1] Desulfonema 

1269526 1270965 Desulfonema 
obacterales; Desulfobacteraceae; 


ref|NR_027597.1| Corynebacterium 
53 1291853 Corynebacterium urealyticum 
les; Corynebacterineae; 


ref|NR_027196.1| Bacteroides stercoris 

48 Bacteroides stercoris ATCC 43183 

ae; Bacteroides. 

ref|NR_027605.1 
1339181 134062 

Rhodospirill 


Magnetospirillum 
3 Magnetospirillum 
ia; ales; Rhodospirillaceae; 
ref|NR_027603.1| Desulfitobacterium 
74 1342203 Desulfitobacterium hafniense 
ceae; Desulfitobacterium. 
ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 08145 Bacteria; 
eae; Idiomarina. 
ref|NR_025032.1| Pseudoalteromonas 
05 1403959 Pseudoalteromonas ulvae 
seudoalteromonadaceae; 


ref|NR_024781.1| Haliangium tepidum 
17 Haliangium tepidum Bacteria; 


eltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

1511434 1511523 12 101 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ia; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

1523362 1523431 12 81 gi|219857543|ref|NR_025131.1| Treponema parvum 


91 Treponema parvum Bacteria; 


ref |NR_025648.1 
31 Leptotrichia 


Leptotrichia shahii 
shahii Bacteria; 


ref|NR_025614.1| Brevibacterium 
1602772 1604264 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 


ref|NR_025432.1| Oleiphilus messinensis 
20 Oleiphilus messinensis Bacteria; 
Oleiphilus. 
ref|NR_025425.1| Acinetobacter parvus 
90 Acinetobacter parvus Bacteria; 
ae; Acinetobacter. 
ref|NR_025412.1| Acinetobacter 

1887472 1888937 Acinetobacter 
Moraxellaceae; Acinetobacter. 
ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


ref |NR_025408.1 


189204 


ref|NR_025400.1| Facklamia miroungae 
30 Facklamia miroungae Bacteria; 


ref|NR_025392.1| Acinetobacter ursingii 
72 1914310 Acinetobacter ursingii 
Acinetobacter. 
ref|NR_025300.1| Prevotella albensis 

17 Prevotella albensis Bacteria; 


89 gi| 219878149 


roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 


ref|NR_025288.1| Lamprocystis 
2061023 2062415 Lamprocystis 


strain ATCC 51261 
Bacteroidetes; 
4 


1 
Propionibacteriac 
4 
Soel 16S ribosoma 
Gammaproteobacter 


4 
illinoisensis str 
illinoisensis Bac 
Alkanindiges. 
4 
microaerophila st 
microaerophila Ba 
Thioalkalispira. 


strain Z-7792 16S 
Firmicutes; Bacil 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


412704 Bacteria_16S 
train ARh 2 16S ribosomal RNA, partial 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 
4 
lavipulchra stra 
lavipulchra Bact 


£ 
£ 
P 
4 
aquimarina strain 
Bacteria; Firmicu 
4 
strain MT-1077 16 
Firmicutes; Lacto 


412704 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 

4 
strain AML-C10 16 
roteobacteria; G 


aricaloris strai 
aricaloris Bacte 
seudoalteromonas 


Proteob 


P 
4 
m. 
m. 
P 
4 
n 
Bacteria; 
4 


Bacteria; Proteob 


strain 2074-AUS-E 
Proteobacteria; G 


412704 Bacteria_16S 


Ba 
12704 Bacteria_16S 
lymphophilum stra 
ymphophilum Bact 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 
in NCIMB2033 16S ribosomal RNA, partia 
Gammaproteobacte 
seudoalteromonas. 
12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 
n KMM636 16S ribosomal RNA, partial se 
Gammaproteobacter 


12704 Bacteria_16S 
itratis strain ALJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
12704 Bacteria_16S 
versutus strain AL2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
412704 Bacteria_16S 


2072874 2072927 14 


cteroidia; Bacteroidales; 
2080490 2080571 8 


eae; Propionimicrobium. 
2089653 2089730 12 
1 RNA, partial sequence 
ia; Xanthomonadales; 
2107873 2107950 13 
ain MVAB Hexl 
teria; Proteobacteria; 
2127685 2127762 12 
rain AL 


cteria; Proteobacteria; 


2192760 2192849 12 


2224392 2224469 12 
R29812 16S ribosomal RNA, 
hermodesulfobacteria; 
te 

2287122 2287199 12 


acteria; Proteobacteria; 


2291601 2291678 12 


eria; Proteobacteria; 
2399024 2399101 12 

SW28 16S ribosomal RNA, 
tes; Bacillales; 
2405134 2405223 12 

S ribosomal RNA, partial 
bacillales; 
2412849 2412926 12 

ain AML-D4 16S ribosomal 
teria; Proteobacteria; 


2414413 2414490 12 
S ribosomal RNA, partial 


2447794 2447871 12 


ria; Proteobacteria; 


2470568 2470645 12 


2472073 2472150 12 


2502068 2502157 12 
16S ribosomal RNA, parti 


412704 Bacteria_16S 
strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 25069 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
412704 Bacteria_16S 
strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Calor 


Clostridia; Clost 


412704 Bacteria_16S 
aminophilus strain ALA-3 16S ribosomal RNA, partial seq 
aminophilus Bacteria; Proteobacteria; Deltaproteobacter 


Desulfovibrio. 
4 


12704 Bacteria_16S 


2506631 2506708 12 


2515735 2515812 13 


ridiales; Clostridiaceae; 


2574592 2574669 13 


2625414 2625491 12 


16S ribosomal RNA, partial sequence 


in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


Sinobacteraceae; 
16S ribosomal RNA, 


Gammaproteobact 
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gi 
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’ 
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90 gi 
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89 219857650 
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gi 
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2191612 21930 
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partial sequ 


89 219857541 
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gi 
Gammaproteoba 
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ria; Alter 


gi 
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partial seque 


219857461 
nce 23978 
Sporosarcina. 
gi|219857457 
2403965 24054 
illus. 
219857452 
sequence 
eria; Meth 


101 
sequence 
Lactobac 

89 gi 
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89 
sequence 


gi|219857451 
2413261 24147 
ethylococc 
219857421 
quence 

ia; Altero: 
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’ 


89 219857403 
ce 24694 
ales; Ecto 
219857402 
24709 
ales; Ecto 
219857381 
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ionellacea 
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gi 


89 gi 


101 gi 
al sequence 

89 gi 
thiorhodos 


90 gi| 219857367 


Caloramator. 
90 gi| 219857285 

uence 

ia; Desulf 


’ 


vot 


omy 


vsk 


ref|NR_025281.1 
29 2073175 Prevo 
ella. 
ref|NR_025275.1 

2079371 208087 
cetales; Propio 


ref 
iar 


NR_025269.1 
amosa Bacter 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ref |NR_025239.1 
2126557 212798 
omatiales; Ectot 


ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


ref|NR_025129.1 
2285990 228738 
romatiales; Ecto 


ref|NR_025126.1 
2290487 229196 
omonadales; Pseu 


ref|NR_025049.1 
69 2399376 Sporos 


ref|NR_025045.1 
86 Lactobacillus 


ref|NR_025040.1 

2411699 241321 
ylococcales; Met 
ref |NR_025039.1 
aceae; Methylosa 
ref|NR_025009.1 


2446675 244812 
monadales; Pseud 


ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 

ref |NR_024961.1 


pira 
ref 
amat 


ceae; Alkali 
NR_024955.1 
or coolhaasi 


ref|NR_024916.1 
2573428 257495 
ovibrionales; De 


89 gi| 219857248 


t 


n 


Prevotella enoeca 
ella enoeca Bacteria; 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Amphibacillus tropicus 
tropicus Bacteria; 


Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Sporosarcina 
arcina aquimarina 


Lactobacillus kimchii 
kimchii Bacteria; 


Methylosarcina 
0 Methylosarcina 


hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 

Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Thioalkalivibrio 
kalivibrio nitratis 

ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 

ae; Thioalkalivibrio. 
Legionella waltersii 
ella waltersii Bacteria; 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


ref |NR_024878.1 


Rhodanobacter 


lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Rhodanobacter. 


Bacteroidetes; 


Proteobacteria; 


Proteobacteria; 
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strain EHS11 16S 
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strain B3-1 16S r 


412704 Bacteria_16S 
strain DSM 3050 1 


412704 Bacteria_16S 
strain IFO 13613 


2702313 2702366 14 67 gi|219857187|ref|NR_024815.1| Prevotella shahii 
ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
2783295 2783364 12 81 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2863861 2863930 12 81 gi 


G 


Gammaproteobacteria; Pseudomonadales; P 


2929638 2929707 12 81 gi 


2935672 2935749 12 89 gi 
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4 
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Clost 
412704 Bacteria_16S 
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412704 Bacteria_16S 
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412704 Bacteria_16S 
DSM 2403 16S ribo 


412704 Bacteria_16S 
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gi 


ia; Alteromonadales; Colwelliaceae; 
3041941 3042030 12 101 

S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3096247 3096316 12 81 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3097806 3097879 8 81 gi 
MMZ 2439 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3180735 3180824 12 101 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 


16 


2782197 27836 


6S ribosomal RNA, partial sequence 2862729 28642 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
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multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 


2960112 2961625 Colwe 


3040796 30422 


otrichacea 
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e; 


seudomonad 
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locystacea 
219856833 
artial seq 
bacteria; 
219856816 


e; 


lwellia. 
219846895 


219846858 
ence 30950 
dales; Suc 
219846857 
quence 

tinomyceta 


219846801 
31795 


ref 
25 Pseudomonas halophila Bacteria; 
acea 
ref 
56 Terasakiella 


ref 
uenc 
Ocea 

ref 
llia 


ref 
68 Facklamia languida Bacteria; 


ref 
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cini 
ref 


les; 


ref 
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NR_024656.1 
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e 293453 
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NR_024635.1 
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3199210 3199279 12 81 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
train DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
acteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 

3224833 3224906 8 81 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
acteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 

3241487 3241564 13 90 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
ibosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
ridia; Clostridiales; Clostridiaceae; Thermobrachium. 

3265551 3265628 13 90 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
osomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

3393333 3393386 14 67 gi|219846650|ref|NR_026242.1| Bacteroides caccae 

16S ribosomal RNA, partial sequence 3392191 3393612 Bacteroides caccae Bacteria; 
Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
3394795 3394876 8 89 gi|219846649|ref|NR_026241.1| Brevibacterium iodinum 


Actinobacteridae; Actinomycetales; Micr 
3435100 3435173 8 81 gi 
CC 29592 16S ribosomal RNA, partial se 
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eria; Proteobacteria; Gammaproteobacte 
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oraxellace 
219846616 
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Desulfospira. 
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strain 58/1971 16 


irmicutes; Bacil 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
4191756 4191825 12 81 gi|219846081|ref|NR_025671.1 
16S ribosomal RNA, partial sequence 4190616 419208 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alter 
4196280 4196349 12 81 gi|219846078|ref|NR_025668.1 
n JC2044 16S ribosomal RNA, partial sequence 4195136 419657 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hah 
4244600 4244677 13 90 gi|219722939|ref|NR_024571.1 
ribosomal RNA, partial sequence 4243475 42448 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 
29944 30024 12 92 gi|265679044|ref|NR_029352.1 
in LA 5 16S ribosomal RNA, partial sequence 28769 30312 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 
78254 78322 13 81 gi|265679012|ref|NR_029320.1 
in B331 16S ribosomal RNA, partial sequence 77090 78536 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
81162 81265 12 116 gi|265679010|ref|NR_029318.1 
S ribosomal RNA, partial sequence 80045 81448 
lales; Listeriaceae; Listeria. 
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Firmicutes; 
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89 
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n OR2 16S ribosomal RNA, partial sequence 
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89 
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81 
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16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
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Clostridiales; 
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gi 


3848728 38501 
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aepoensis strain SW-156 16S ribosomal RNA, partial sequence 
aepoensis Bacteria; Proteobacteria; Gammaproteobacteria; 
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SW-145 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 
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sequence 
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4 

a 
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412704 Bacteria_16S 
F186 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

4 265678831 
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Pediococcus. 
265678828 
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Lactobacillus. 
265678821 


12704 Bacteria_16S 
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Lactobacillales; 
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Firmicutes; Clostridia; 


255363 255431 14 82 gi 


340607 340687 12 92 
ribosomal RNA, partial sequence 
Lactobacillaceae; 
345075 345155 12 92 
ribosomal RNA, partial sequence 
Lactobacillaceae; 
353915 353983 14 82 
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gi 
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ref 


Pept 
ref 


ref 


Rhod 
ref 
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Actinomycineae; 
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NR_026166.1 
evibacteriac 


NR_026134.1 


NR_026097.1 


NR_026064.1 


lococcaceae; 
NR_026053.1 


aceae; Dehal 
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ococcaceae; 
NR_025919.1 


NR_025836.1 


ospirillacea 
NR_025800.1 


ales; Altero 
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Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
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03 Caloramator indicus Bacteria; 
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5 Actinomyces 
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ocaldum szegediense 
Methylocaldum. 
Dehalobacter 

8 Dehalobacter 

obacter. 
Desulfitobacterium 

3 Desulfitobacterium 

Desulfitobacterium. 

Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 
Rickettsieae; 


Rickettsia; spotted 

Phaeospirillum fulvum 

pirillum fulvum 

e; Phaeospirillum. 
Marinobacter 

7 Marinobacter 

monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Lactobacillus 
Lactobacillus 

us. 

Desulfospira 
Desulfospira 
sulfobacteraceae; 


Listeria innocua 


ria; 


NR_029126.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 


Listeria innocua Bacteria; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 
Afipia broomeae strain 


Proteobacteria; 


Pediococcus parvulus 
5 Pediococcus parvulus Bacteria; 


Lactobacillus pentosus 
pentosus Bacteria; 


Rhodoplanes roseus 
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412704 Bacteria_16S 
strain AS130 16S 
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82 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
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ribosomal RNA, partial sequence 


gi 
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NR_029125.1 


Rhodoplanes 
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Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

412704 Bacteria_16S 411703 411783 12 92 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 433373 433476 12 116 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

412704 Bacteria_16S 436483 436575 8 100 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

412704 Bacteria_16S 439584 439652 14 82 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

412704 Bacteria_16S 441107 441183 14 90 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
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Tenericutes; Moll 


rudongensis strai 
rudongensis Bacte 
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alichoeri strain 
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h 
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ribosomal RNA, partial sequence 
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464023 464091 14 82 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
491668 491771 12 116 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
497764 497844 12 92 gi 
M512/02/1 16S ribosomal RNA, partial 
ia; Firmicutes; Lactobacillales; Strep 
502472 502560 12 100 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
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S ribosomal RNA, partial sequence 
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versmoldensis str 
versmoldensis Bac 
412704 Bacteria_16S 
strain ID131577 1 
Actinobacteria; 
412704 Bacteria_16S 


teria; 


Rubrobacteridae; 


Firmicutes; 
568023 568126 12 


590482 590558 13 


ain KU-3 16S ribosomal RNA, partial se 
Lactobacillales; 


116 


89 


gi 


La 
gi 


{ej 
gi 


strain 3wCc2 16S r 
Firmicutes; Clost 
4 
acidiphila strain 
acteria; Proteob 


B 
4 
grignonense strai 
grignonense Bacte 
4 
suicloacalis stra 
suicloacalis Bact 


412704 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


412704 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


412704 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


412704 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

649947 650015 14 82 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
680061 680129 13 81 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
773208 773288 12 92 gi 


in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
854006 854074 13 81 gi 


in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


870932 871000 14 82 gi 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


922865 922933 13 81 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
924436 924504 13 81 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 


gi 


439970 44147 
Entomoplasmataceae; Mesop 


265678742 
sequence 
ia; 

265678724 


490502 49197 
Halomonad 


265678720 
sequence 


265678717 


501307 50281 


265678697 


531745 53318 


265678685 
quence 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


onexibacte 
265678659 


589361 59079 


265678618 
e 64884 
les; Beije 
265678596 
uence 

ia; Rhizob 
265678531 
quence 


265678477 
quence 
ria; Desul 


265678465 
uence 
ria; Rhizo 


265678430 


921679 92319 


Desulfoba 
265678429 
nce 92324 
acterales; 


969117 969209 8 100 gi 


265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


; Kitasatospora. 


Rhizob 


tococcacea 


lasma. 
ref |NR_029047.1 
462905 464361 
iales; Xanthobac 
ref|NR_029029.1 


aceae; Halomona 
ref|NR_029025.1 

496622 498127 
e; Streptococcu 
ref|NR_029022.1 


ref 


NR_029002.1 


ref 


ctobacilla 


ceae 
ref 


race 
ref 


550095 55165 


3  Conexibacter 


NR_028990.1 

2 
; Lactobacil 
NR_028979.1 


ae; Conexiba 
NR_028964.1 


nobacteria 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref |NR_028901.1 

678955 680426 
iales; Brucellac 
ref |NR_028835.1 
772034 773579 
ceae; Atopostipe 
ref |NR_028780.1 

852834 854357 
fobacterales; De 


ref |NR_028768.1 
869838 871263 
biales; Bradyrhi 


ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 


6 Mesoplasma photuris Bacteria; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Halomonas organivorans 


3 Halomonas organivorans Bacteria; 
s. 


Streptococcus 
Streptococcus 


Ss. 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Lactobacillus 
Lactobacillus 

lus. 
Conexibacter woesei 


woesei Bacteria; 


cter. 
Clostridium colicanis 


5 Clostridium colicanis Bacteria; 
Clostridium. 


Methylocapsa 
ocapsa acidiphila 
hylocapsa. 
Ochrobactrum 
Ochrobactrum 
eae; Ochrobactrum. 
Atopostipes 
Atopostipes 
Ss. 
Desulforegula 
Desulforegula 
sulfobacteraceae; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 


ref|NR_028700.1 
967981 969477 
Strep 


Kitasatospora 
Kitasatospora 
tomycineae; 


412704 Bacteria_ 
strain WSU 86/104 


16S 973804 973880 13 


4 16S ribosomal RNA, 


89 gi 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhiz 
Rhodopseudomonas. 

412704 Bacteria_16S 1118024 1118104 12 92 gi| 265678297 
strain I-273 16S ribosomal RNA, partial sequence 1116890 11182 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
412704 Bacteria_16S 1124138 1124218 12 92 gi| 224581425 
strain Kx146A4 16S ribosomal RNA, partial sequence 112294411244 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
412704 Bacteria_16S 1125644 1125712 14 82 gi| 224581403 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 11259 
Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; C 
412704 Bacteria_16S 1143713 1143781 14 82 gi| 253680761 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Pannonibacter. 

412704 Bacteria_16S 1170973 1171061 12 100 gi|228719618 


DSM 43833 16S rib 
Bacteria; Actinob 


Thermobispora. 


Sphingobacteria; 


4 


subsp. 
subsp. 


412704 Bacteria_ 
rhenobacensis str 


412704 Bacteria_ 
NS12 16S ribosoma 


412704 Bacteria_ 
strain CBS 107.95 
Bacteria; Actinob 
12704 Bacteria_ 
506 16S ribosomal 
Alphaproteobacter 
412704 Bacteria_ 
subtilis s 
subtilis B 
412704 Bacteria_ 
dysgalactiae subs 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 
Streptococcaceae; 
412704 Bacteria_ 
obscurus DSM 4316 


16S 1057717 1057785 14 82 gi 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


16S 1249608 1249676 14 


1 RNA, partial sequence 


82 gi 


train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
16S 1323557 1323637 12 92 gi 
p- dysgalactiae strain ATCC 43078 16S 


Streptococcus. 
16S 1344984 1345076 8 100 gi 
0 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 
412704 Bacteria_ 
amburgensis stra 
Proteob 


acteria; 


acteria; 


rofundus strain 


h 
B 
4 
s 
B 
4 
Pp 
Bacteria; 
4 


aracasei subsp. 


P 
4 
Pp 
paracasei subsp. 
4 


Desulfotignum. 


412704 Bacteria_ 
terrestris strain 
terrestris Bacter 
Streptomycetaceae 
412704 Bacteria_ 


12704 Bacteria_ 
ilvestris strain 
Proteob 
12704 Bacteria_ 


Deinoco 
12704 Bacteria_ 
strain SA35 16S r 


12704 Bacteria_ 
phosphitoxidans s 
phosphitoxidans B 


16S 1365971 1366039 14 82 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
16S 1381209 1381277 14 82 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
16S 1437282 1437354 13 85 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
16S 1493381 1493449 14 82 gi 
ibosomal RNA, partial sequence 


16S 1509855 1509935 12 92 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
16S 1517321 1517409 13 101 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


16S 1558174 1558266 8 100 gi 
HKI 0186 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 

; Kitasatospora. 

16S 1559668 1559760 8 


100 gi 


complete sequence 


ain Klemme Rb 16S ribosomal RNA, parti 


1169826 11712 


1248510 1249867 Runel 


Sphingobacteriales; Flexibacteraceae; Runella. 
16S 1262962 1263069 8 116 gi|219846681 
16S ribosomal RNA, partial sequence 12618 
acteria; Actinobacteridae; Actinomycetales; Cory 
16S 1306696 1306764 14 82 gi| 219846269 
RNA, complete sequence 1305606 1307012 Stark 
ia; Rhizobiales; Xanthobacteraceae; Starkeya. 
16S 1315820 1315919 12 112 gi| 228716557 


1492298 14937 
roteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
12704 Bacteria_ 


265678395 
97261 


265678339 
al sequenc 


ales; Pseu 


219857416 


1 sequence 
laceae; Ba 
228715345 
ribosomal 


228721038 
13438 
omycetales 


228719040 
ence 13648 
les; Brady 
228717274 
ce 13801 
les; Beije 
224581430 
e 14361 
hermaceae; 
219846714 


obacterace 
219846290 
A, partial 
acillales; 
219873435 
sequence 
cteria; De 


219846193 
equence 
Actinomyce 


ref|NR_028697.1 
7 974173 Waddli 


ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028598.1 
82 Streptococcus 


ref |NR_027206.1 
63 Lactobacillus 
ref|NR_027184.1 
ryomorpha. 

ref|NR_028009.1 


1142608 114408 
bacterales; Rhod 


ref|NR_027583.1 
94 Thermobispora 
donocardineae; P 


ref 
la z 


NR_025004.1 
eae Bacteria 


ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_025859.1 
eya novella Bact 


ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_027517.1 
RNA, partial seq 


ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


’ 


ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref|NR_025880.1 
sequence 150868 
Lactobacillacea 
ref|NR_025194.1 

1516159 151759 
sulfobacterales; 


ref|NR_025783.1 
1557082 155852 
tales; Streptomy 


219846192 


gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


Waddlia chondrophila 
a chondrophila Bacteria; 


Rhodopseudomonas 
7 Rhodopseudomonas 


izobiaceae; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Runella zeae strain 
Bacteroidetes; 


, 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Starkeya novella DSM 
eria; Proteobacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


Streptococcus 
uence 1322385 1323890 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Nitrobacter 
acter hamburgensis X14 
trobacter. 
Methylocella 
ocella silvestris BL2 
hylocella. 
Oceanithermus 
thermus profundus 


Xanthobacter agilis 


agilis Bacteria; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


ref|NR_025782.1 
1558576 156000 
Streptomy 


Kitasatospora 
4 Kitasatospora 
cineae; 


4 
£ 
Bacteria; 
4 


subsp. 
equi subsp. 
4 


SFQOQARHOGEA 


4 


irmicutes; 


12704 Bacteria_16S 
aecalis strain gc 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
12704 Bacteria_16S 
ruminatorum strain CECT 5772 16S ribosomal RNA, 
ruminatorum Bacteria; 
12704 Bacteria_16S 
strain T4 16S ribosomal RNA, partial sequence 

Proteobacteria; Alphaproteobacteria; Rhizobiales; 
12704 Bacteria_16S 
KM B1479 16S ribosomal RNA, partial sequence 

roteobacteria; Alphaproteobacteria; Rhizobiales; 
12704 Bacteria_16S 
allinifaecis strain Iso 196 16S ribosomal RNA, partial 
allinifaecis Bacteria; Proteobacteria; Alphaproteobacter 
12704 Bacteria_16S 
mediatlanticus strain TR 16S ribosomal RNA, partial seque 
mediatlanticus Bacteria; 
12704 Bacteria_16S 
strain 6AG 16S ribosomal RNA, partial sequence 
Bacil 
12704 Bacteria_16S 


garidevorans Bacteria; 
12704 Bacteria_16S 


1573126 1573194 14 82 gi 


1609964 1610044 12 92 gi 


Firmicutes; 


1629523 1629591 14 82 gi 


1650792 1650860 14 82 gi 


1656933 1657001 13 81 gi 


1681325 1681393 13 81 gi 
Deinococc 
116 gi 


Deinococcus-Thermus; 
1688877 1688980 12 


Beijeri 


Xanthob 


i; 


219878415 
1687712 16892 


219857383 


15720 


ales; 


equence 
ia; Rhiz 


219878421 


nce 
Thermal 


neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 


neutrophila Bacteria; 


Halorhodospira. 


Sporocytophaga. 
4 


irmicutes; 


Firmicutes; 


Firmicutes; 


Chelatococcus. 


412704 Bacteria_ 


strain DSM 20285 
Firmicutes; 


strain LMG 18435 
Firmicutes; 


412704 Bacteria_ 
strain m2661/98/1 
Lactobacillales; 
412704 Bacteria_ 
xylanilyticus strain XE 16S ribosomal RNA, 
xylanilyticus Bacteria; 
412704 Bacteria_ 


Firmicutes; 


ibiricum strain 
acteria; 


ST'T EWN 


412704 Bacteria_16S 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial 
myxococcoides Bacteria; 


12704 Bacteria_16S 
strain DSM 5661 1 


araplantarum Bacteria; 
12704 Bacteria_16S 

strain M577-94 16 
Lactobacillales; 
412704 Bacteria_16S 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, parti 
sulfidifaciens Bacteria; 
412704 Bacteria_16S 
strain DSM 9172 1 


Bacil 


Firmicutes; 
12704 Bacteria_ 
leistocenium strain FTR1 16S ribosomal RNA, partial sequ 
leistocenium Bacteria; 
12704 Bacteria_ 
strain 7d 16S ribosomal RNA, partial sequence 


Proteobacteria; 


1818328 1818396 14 82 gi 


Bacteroidetes; Sphingobacteria; 


1839681 1839761 12 92 gi 
Lactobacillaceae; 


1841244 1841324 12 92 


gi 
Firmicutes; Lactobacillales; 

1844348 1844428 12 92 

S ribosomal RNA, partial sequence 

Carnobacteriaceae; 

1854868 1854948 12 92 


gi 


gi 


Firmicutes; 


1857821 1857901 12 92 gi 


Carnobacteriaceae; 


1868587 1868655 14 82 gi 


16S 1918676 1918756 12 92 gi 


Lactobacillaceae; 


16S 1941455 1941543 12 100 


gi 


lales; 
16S 


Bacillaceae; Bacillus. 
1961328 1961408 12 92 gi 
16S ribosomal RNA, partial sequence 
Enterococcaceae; 
16S 2071318 2071402 17 101 gi 
Firmicutes; Bacillales; 


16S 2104948 2105036 12 100 


gi 
Clostridia; Clostridiales; 


16S 2169984 2170064 12 92 


gi 


Firmicutes; Lactobacillales; 
2221450 2221518 14 82 


16S gi 


Gammaproteobacteria 


Lactobacil 
219878308 


Lact 
219878306 
1843183 18446 
Isobaculum. 
219878298 


Lactobacillales; Aer 
219878296 
6S ribosomal RNA, partial sequence 1856650 18581 
Lactobacillales; 
412704 Bacteria_16S 
asaccharovorans strain TE2 16S ribosomal RNA, partial seq 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobact 


Trichococ 
219878289 


Pediococcu 
219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


Vagococcus. 
219878143 
complete seque 
Paenibaci 
219878117 
Z-7981 16S ribosomal RNA, partial sequen 
Clostrid 
219857622 


Carn 


219878324 


sequenc 


219878309 
6S ribosomal RNA, partial sequence 1838512 18400 
F Lactobacillales; 

412704 Bacteria_16S 

paraplantarum strain DSM 10667 16S ribosomal RNA, partial 
Pp 

4 


lus. 
sequenc 
obacilla 
m 

al seque 
ococcace 
cus. 


uence 


eria; Rh 


219878249 
16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillales; 
412704 Bacteria_ 


Ss. 


219878221 


19601 


nce 
llaceae; 


ce 21038 
iaceae; 


ence 
obacteri 


219857585 
2220358 2221741 Xanthobacter viscosus Bacteria; 


Bradyrhizobiaceae; 

219878470 
pa 
Lactobacill 


rtial sequence 
Streptococcaceae; 
219878457 
1628419 16298 
nckiaceae; 
219878442 
1649700 16511 
acteraceae; 
219878437 


; Chromatiales; 


phingobacteriales; 


ref|NR_024971.1| Rhodopseudomonas 
32 1573475 Rhodopseudomonas faecalis 
Rhodopseudomonas. 
NR_025609.1| Streptococcus equi 
1608863 1610272 Streptococcus 
Streptococcus. 
ref|NR_025596.1| Methylocella tundrae 
34 Methylocella tundrae Bacteria; 
Methylocella. 
ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 
Labrys. 
ref|NR_025576.1] Ochrobactrum 
1655822 1657274 Ochrobactrum 
obiales; Brucellaceae; Ochrobactrum. 
NR_025560.1| Vulcanithermus 
1680196 1681676 Vulcanithermus 
Thermaceae; Vulcanithermus. 
ref|NR_025554.1| Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 


ref 


F lales; Bacillaceae; Bacillus. 

4 1778711 1778814 12 116 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
a Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

4 1787776 1787879 12 116 gi|219878344|ref|NR_025483.1| Halorhodospira 


1786631 1787986 Halorhodospira 


Ectothiorhodospiraceae; 


ref|NR_025463.1| Sporocytophaga 
e 1817180 1818667 Sporocytophaga 
Flexibacteraceae; 


Lactobacillus hamsteri 
hamsteri Bacteria; 


ref|NR_025448.1 
21 Lactobacillus 


ref|NR_025447.1| Lactobacillus 

e 1840072 1841573 Lactobacillus 

ceae; Lactobacillus. 

ref|NR_025445.1| Isobaculum melis 

97 Isobaculum melis Bacteria; 

ref |NR_025437.1| Globicatella 

nce 1853726 1855215 Globicatella 
ae; Globicatella. 

ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


ref|NR_025428.1] Chelatococcus 
1867493 1868858 Chelatococcus 
izobiales; Beijerinckiaceae; 


ref|NR_025388.1| Pediococcus inopinatus 
34 Pediococcus inopinatus Bacteria; 


ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref|NR_025360.1| Vagococcus fessus 
67 1961603 Vagococcus fessus Bacteria; 
ref|NR_025282.1| Thermobacillus 


2070125 2071678 Thermobacillus 


Thermobacillus. 

ref|NR_025256.1] Anoxynatronum 

27 2105235 Anoxynatronum sibiricum 

Anoxynatronum. 

ref|NR_025211.1| Carnobacterium 
2168820 2170305 Carnobacterium 

aceae; Carnobacterium. 

ref|NR_025173.1| Xanthobacter viscosus 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


mediterraneus Bac 
Desulfobulbus. 


strain ATCC 29178 


Firmicutes; 
4 


strain YKJ-16 16S 
Proteobacteria; 


didelphis strain 


didelphis Bacteri 
412704 Bacteria_16S 


meridiei strain S 
Bacteria; 


subsp. spizizenii 
subtilis subsp. s 


strain AN1 16S ri 


412704 Bacteria_16S 
mediterraneus str 


412704 Bacteria_16S 


Lacto 
12704 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
412704 Bacteria_16S 


G 
412704 Bacteria_16S 


Firmicu 
412704 Bacteria_16S 


412704 Bacteria_16S 


2256502 2256590 12 100 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


2259517 2259597 12 92 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2302023 2302091 14 82 gi 


oc 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
2391487 2391590 12 116 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2417532 2417612 12 92 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2548551 2548623 17 89 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2551545 2551644 12 112 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2568425 2568493 14 82 gi 
bosomal RNA, partial sequence 


s 
oc 


oc 


H 


219857562 
eq 
er 


uence 
ia; Desu 


219857560 


22583 
cus. 


219857529 
2300928 2302353 Afipi 
ip 
219857466 
2390343 23918 
alomonad 
219857448 


ae 


equence 
occaceae 


219857345 


25473 
caceae; 


219857343 


partial 
es; Baci 


219857289 
2567339 25687 


ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


ref|NR_025148.1 
45 2259880 Strept 


ref 
a bi 


NR_025117.1 
rgiae Bacter 


ref|NR_025054.1 
aceae; Halomonas 
ref|NR_025036.1 

2416361 241786 
; Streptococcus. 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024931.1 
sequence 255039 
llaceae; Bacillu 
ref |NR_024920.1 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Streptococcus 
5 Streptococcus 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

412704 Bacteria_16S 2617796 2617876 12 92 gi|219857254|ref|NR_024885.1| Paralactobacillus 
selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

412704 Bacteria_16S 2676835 2676903 13 81 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
strain Pd55 16S ribosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

412704 Bacteria_16S 2703840 2703912 13 85 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

412704 Bacteria_16S 2706845 2706948 12 116 gi|219857184|ref|NR_024812.1| Exiguobacterium 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
412704 Bacteria_16S 2717252 2717355 12 116 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

412704 Bacteria_16S 2726423 2726522 12 112 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 2787955 2788058 12 116 gi|219857125|ref|NR_024753.1| Alicyclobacillus 
herbarius strain CP-1 16S ribosomal RNA, partial sequence 2786786 2788314 Alicyclobacillus herbarius 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

412704 Bacteria_16S 2860761 2860829 14 82 gi|219856884|ref|NR_024703.1| Pseudomonas 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial sequence 2859671 2861120 Pseudomonas 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae. 
412704 Bacteria_16S 2871645 2871744 12 112 gi|219856877|ref|NR_024696.1| Bacillus vallismortis 
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412704 Bacteria_16S 3641791 3641883 8 100 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

412704 Bacteria_16S 3643323 3643415 8 100 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

412704 Bacteria_16S 3644855 3644947 8 100 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
412704 Bacteria_16S 3699534 3699632 13 112 gi|219846437|ref|NR_026028.1| Desulfomicrobium 
apsheronum strain 1105 16S ribosomal RNA, partial sequence 3698359 3699831 Desulfomicrobium apsheronum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
412704 Bacteria_16S 3811938 3812018 12 92 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

412704 Bacteria_16S 3871082 3871150 13 81 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

412704 Bacteria_16S 3912643 3912711 14 82 gi|219846286|ref|NR_025876.1| Agromonas 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
412704 Bacteria_16S 3941176 3941244 14 82 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

412704 Bacteria_16S 3958914 3959013 12 112 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

412704 Bacteria_16S 3960448 3960547 12 112 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 
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412704 Bacteria_16S 4042594 4042682 12 100 gi|219846195|ref|NR_025785.1| Bacillus farraginis 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 4095567 4095635 13 81 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
strain P2 16S ribosomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

412704 Bacteria_16S 4105941 4106044 12 116 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

412704 Bacteria_16S 4118028 4118108 12 92 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

412704 Bacteria_16S 4119542 4119610 14 82 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

412704 Bacteria_16S 4136322 4136390 14 82 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
412704 Bacteria_16S 4137888 4137956 14 82 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

412704 Bacteria_16S 4144150 4144218 14 82 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

412704 Bacteria_16S 4147282 4147358 14 90 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
412704 Bacteria_16S 4150402 4150470 14 82 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

412704 Bacteria_16S 4151968 4152036 14 82 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

412704 Bacteria_16S 4153396 4153464 14 82 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

412704 Bacteria_16S 4156527 4156595 14 82 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

412704 Bacteria_16S 4158092 4158168 14 90 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
412704 Bacteria_16S 4165817 4165885 13 81 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

412704 Bacteria_16S 4223498 4223566 14 82 gi|219846056|ref|NR_025646.1| Afipia massiliensis 


strain 34633 16S 


ribosomal RNA, partial sequence 


4222451 42238 


25 Afipia massiliensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

412704 Bacteria_16S 4243076 4243156 12 92 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

412704 Bacteria_16S 5694 5761 14 81 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

412704 Bacteria_16S 7155 7222 14 81 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

412704 Bacteria_16S 8613 8680 14 81 gi| 265679058 |ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

412704 Bacteria_16S 22276 22331 12 67 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

412704 Bacteria_16S 60230 60285 12 67 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

412704 Bacteria_16S 63249 63316 14 81 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
412704 Bacteria_16S 70797 70852 12 67 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 


412704 Bacteria_16S 97980 98063 12 95 gi| 265678998 |ref|NR_029306.1 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
Desulfocapsa. 

412704 Bacteria_16S 152771 152846 12 87 gi| 265678961 |ref|NR_029269.1 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
412704 Bacteria_16S 261240 261307 14 81 gi| 265678887 |ref|NR_029195.1 
strain I66 16S ribosomal RNA, partial sequence 260171 26154 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
412704 Bacteria_16S 273332 273399 14 81 gi| 265678878 |ref|NR_029184.1 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacter 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rh 
412704 Bacteria_16S 283990 284077 13 100 gi|265678871|ref|NR_029177.1 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfobacter. 

412704 Bacteria_16S 318864 318931 14 81 gi| 265678848 |ref|NR_029153.1 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bar 
412704 Bacteria_16S 362880 362982 13 116 gi| 265678813 |ref|NR_029118.1 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Des 
412704 Bacteria_16S 382406 382477 11 82 gi|265678800|ref|NR_029105.1 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
Parvibaculum. 

412704 Bacteria_16S 444166 444241 14 89 gi| 265678759 |ref|NR_029064.1 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteri 
412704 Bacteria_16S 549672 549727 12 67 gi| 265678686 |ref|NR_028991.1 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 55004 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

412704 Bacteria_16S 571077 571144 14 81 gi| 265678672 |ref|NR_028977.1 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 57142 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
412704 Bacteria_16S 643797 643852 12 67 gi| 265678622 |ref|NR_028927.1 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacte 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

412704 Bacteria_16S 678618 678685 14 81 gi| 265678597 |ref|NR_028902.1 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
412704 Bacteria_16S 765564 765619 12 67 gi|265678536|ref|NR_028840.1 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuo 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
412704 Bacteria_16S 779456 779543 13 100 gi| 265678526 |ref|NR_028830.1 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
412704 Bacteria_16S 794684 794751 14 81 gi| 265678516 |ref|NR_028819.1 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 793611 794989 Rhizob 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
412704 Bacteria_16S 984367 984438 13 84 gi| 265678388 |ref|NR_028690.1 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetac 
412704 Bacteria_16S 1025736 1025803 14 81 gi|265678361|ref|NR_028663.1 
strain SH22623 16S ribosomal RNA, partial sequence 1024681 10260 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
412704 Bacteria_16S 1164902 1164957 12 67 gi| 228720667 |ref|NR_027596.1 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 11652 

Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
412704 Bacteria_16S 1174050 1174125 14 89 gi|228719222|ref|NR_027581.1 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnoc 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
412704 Bacteria_16S 1199722 1199797 14 89 gi|228715480|ref|NR_027533.1 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 12000 

Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; D 
412704 Bacteria_16S 1210368 1210447 11 90 gi|228715350|ref|NR_027522.1 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 12106 

Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Hali 
412704 Bacteria_16S 1232944 1233011 14 81 gi|219878271|ref|NR_025410.1 


schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Clostridium 
idium propionicum 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 
Parvibaculum 
Parvibaculum 
obacteriaceae; 


Croceibacter 
Croceibacter 

aceae; Croceibacter. 
Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Sporomusa ovata strain 
ria; Firmicutes; 


Ochrobactrum tritici 


tritici Bacteria; 


Mitsuokella 
kella jalaludinii 


Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Treponema socranskii 
984718 Treponema 

eae; Treponema. 
Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 


1231844 123328 


Bartonella 
9 Bartonella 


412704 Bacteria_16S 
temperatum strain 


1243541 1243608 14 


412704 Bacteria_16S 1252439 1252510 13 


subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 
Spirochaetes; 


socranskii subsp. paredis Bacteria; 
412704 Bacteria_16S 1253966 1254037 13 


subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 
Spirochaetes; 


socranskii subsp. buccale Bacteria; 
412704 Bacteria_16S 1369151 1369238 13 
magneticus strain 
Bacteria; 


412704 Bacteria_16S 1485815 1485882 14 


tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 


412704 Bacteria_16S 1487328 1487395 14 


strain SO2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


412704 Bacteria_16S 
strain USDA 9030 


1503793 1503860 14 


412704 Bacteria_16S 1515772 1515839 14 


septentrionale strain SDW 014 16S ribosomal RNA, partial 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 
412704 Bacteria_16S 
strain ATCC 35185 
Bacteria; Firmicutes; 
412704 Bacteria_16S 


1524921 1524976 12 


Clostridia; 
1570110 1570177 14 


lusatiensis strain S1 16S ribosomal RNA, partial sequence 


RS-1 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; 


81 


SDW 018 16S ribosomal RNA, partial sequence 
temperatum Bacteria; Proteobacteria; Alphaproteobacteria; 


84 


84 


100 


complete sequence 1367977 1369516 Desulf 
Desulfovibrionales; 


81 


81 


81 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


81 


67 


16S ribosomal RNA, partial sequence 


81 


gi| 219878114 


gi|219857241|ref|NR_024869.1 
125128 

Spirochaetales; Spirochaetaceae 
gi|219857240|ref|NR_024868.1 
125281 

Spirochaetales; Spirochaetaceae 
gi|228718692|ref|NR_027575.1 


gi|219857250 


gi] 219857235 


Rhizobiales; 


Rhizobiales; 


ref|NR_025253.1 
1242462 124386 


Desulfovibrion 
ref |NR_024880.1 

1484704 148617 
Phylloba 


ref|NR_024863.1 


Mesorhizobium 
4 Mesorhizobium 


Phyllobacteriaceae; Mesorhizobium. 


Treponema socranskii 
9 1252767 Treponema 
; Treponema. 
Treponema socranskii 
8 1254294 Treponema 
7 Treponema. 
Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Rhizobium huautlense 


1486230 1487690 Rhizobium huautlense Bacteria; 


gi| 219846475 


219878113 
sequence 


gi 


gi| 219857527 


219878173 
15690 


gi 


Rhizobium/Agrobac 


Rhizobiales; 


1523742 1525238 Seleno 
Clostridiales; Veillonellaceae; 


18 1570426 Defluv 


ref|NR_026067.1 


ref|NR_025252.1 
1514694 151610 
Phyllo 
ref|NR_025115.1 


Selenomonas. 
ref|NR_025312.1 


terium group; Rhizobium. 
Rhizobium tropici 


57 Rhizobium tropici Bacteria; 
Rhizobium/Agrobac 


terium group; Rhizobium. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Selenomonas sputigena 
monas sputigena 


Defluvibacter 

ibacter lusatiensis 

efluvibacter. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


Pedobacter piscium 


er. 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; D 

412704 Bacteria_16S 1580716 1580783 14 81 gi| 219878491 |ref|NR_025251.1 

americanum strain CFNEI 156 16S ribosomal RNA, partial sequence 1579624 158106 

americanum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiace 
Sinorhizobium/Ensifer group; Sinorhizobium. 

412704 Bacteria_16S 1716513 1716580 14 81 gi| 219878397 |ref|NR_025536.1 

strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 

412704 Bacteria_16S 1719589 1719656 14 81 gi| 219878395 |ref|NR_025534.1 


strain A37 16S ribosomal RNA, partial sequence 


Bacteroidetes; Sphingobacteria; 
412704 Bacteria_16S 1748522 1748577 12 


strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 


Firmicutes; Clostridia; 
412704 Bacteria_16S 

saalensis strain 
Bacteria; Firmicutes; 
Sedimentibacter. 
412704 Bacteria_16S 
vibrioides strain 
vibrioides Bacteria; 
412704 Bacteria_16S 


1768189 1768280 11 
Clostridia; 
1880777 1880832 12 


Firmicutes; 
1882357 1882412 12 


strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 18827 


Firmicutes; Clostridia; 


412704 Bacteria_16S 1883933 1883988 12 


strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 18842 


Firmicutes; Clostridia; 


412704 Bacteria_16S 1885513 1885568 12 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 


Firmicutes; Clostridia; 
412704 Bacteria_16S 
chacoense strain 
Bacteria; 
412704 Bacteria_16S 
strain DSM 12838 
Proteobacteria; 
412704 Bacteria_16S 


1890094 1890161 14 


1933966 1934064 13 


2063598 2063665 14 


strain NNO15860 16S ribosomal RNA, partial sequence 2062466 20639 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 
412704 Bacteria_16S 2075857 2075924 14 


strain IBS 506 16S ribosomal RNA, partial sequence 


FKBS1 16S ribosomal RNA, 
Clostridia; 


Sphingobacteriales; 


67 


101 


ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


67 


complete sequence 


Clos 
67 


67 


67 


81 


PR5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


112 


16S ribosomal RNA, partial sequence 1932811 19342 
Deltaproteobacteria; Desulfovibrionales; 


81 


81 


Rhizobiales; 


Pedobacter cryoconitis 


1718445 1719939 Pedobacter cryoconitis Bacteria; 


gi| 219878375 


gi| 219878359 


gi|219878279 
tridiales; 


gi|219878278 


gi|219878277 


gi|219878276 
gi|219878272 
gi|219878239 


gi|219878148 


gi|219878139 


Sphingobacteriaceae; 


1767074 1768507 Sedime 
Clostridiales Family 


Veillonellaceae; 


1888988 1890453 Mesorh 
Phyllobacteriaceae; M 


Pedobact 


ref|NR_025514.1 


ref |NR_025498.1 


XI. Incerta 


ref|NR_025418.1 
1879598 188113 
Prop 


ref |NR_025417.1 


ref|NR_025416.1 


ref|NR_025415.1 


ref|NR_025411.1 


ref |NR_025378.1 


Des 


ref |NR_025287.1 


Cellulophaga. 


er. 
Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
Megamonas. 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Propionispora 
1 Propionispora 
ionispora. 
Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 


Mesorhizobium 

izobium chacoense 
esorhizobium. 
Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 


ulfomicrobium. 
Cellulophaga fucicola 


37 Cellulophaga fucicola Bacteria; 
Flavobacteriaceae; 


ref |NR_025278.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


Bartonella tribocorum 


2074760 2076200 Bartonella tribocorum Bacteria; 


strain IBS 382 16 


4 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
2097286 2097353 14 81 gi|219878124|ref|NR_025263.1 
somal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteri 


KMM 3909 16S ribo 
lavobacteria; Fl 


F 
4 
aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 

4 
strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


strain 91-4 16S r 


4 
strain IBS 193 16 
Proteobacteria; A 


strain IBS 325 16 
roteobacteria; A 


P 
4 
frigidarium strai 
Bacteria; Bactero 
4 
strain C-29 16S r 
Proteobacteria; A 


strain ACCC 19665 
Bacteria; Proteob 
4 
holothuriorum str 
holothuriorum Bac 
Salegentibacter. 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 
4 
haemolyticum stra 
haemolyticum Bact 


412704 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


412704 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


412704 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


412704 Bacteria_16S 


strain ORS 992 16 
Proteobacteria; A 
4 
strain DSM 11603 
Proteobacteria; A 


4 
halotolerans DSM 
Bacteria; Proteob 
4 
oxalivorans strai 
oxalivorans Bacte 


412704 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


2085110 2085177 14 81 
S ribosomal RNA, partial sequence 


gi 


avobacteriales; Flavobacteriaceae; Mes 
2098745 2098812 14 81 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


on 


ue 
ri 


2245665 2245732 14 81 gi 
2 16S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; Rhizobiale 


2296126 2296193 14 81 
ibosomal RNA, partial sequence 


gi 


ne 
2297592 2297659 14 81 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2396021 2396088 14 81 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2434097 2434172 14 89 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2550029 2550096 14 81 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2623842 2623909 14 81 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2691829 2691896 14 81 gi 
ain KMM 3524 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 


gi 


ne 


ne 
nc 
S; 


ne 


le 


1 
la 


2759221 2759288 14 81 gi 
rain KMM 3525 16S ribosomal RNA, parti 
cteria; Bacteroidetes; Sphingobacteria 


al 


v 


2793783 2793862 13 92 gi 
in ATCC9650 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2984257 2984340 12 95 gi 
bosomal RNA, partial sequence 


s 
ia 


S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3106716 3106783 14 81 gi 
16S rib 
lphaproteobacteria; 
3112664 3112751 13 
11383 1 
acteria 


bi 


Rhizobiales; Phyllob 
100 gi 
6S ribosomal RNA, partial seque 
; Deltaproteobacteria; Desulfob 
3121789 3121872 12 95 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123336 3123419 12 95 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 


ne 
ac 


eq 
ll 


en 
ur 


4 


12704 Bacteria_16S 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 


219878133 
2084014 20854 


219878123 


219857569 


219857533 
2295034 22964 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


12704 Bacteria_16S 219857532 


2296489 22979 


219857463 
2394935 23963 
219857432 
219857344 
2548929 25503 


219857249 


219857195 


219857147 


219857121 


219846934 
2983106 29845 


lales; Bacillaceae; Bacillus. 

2994824 2994891 14 81 gi| 219846927 |ref|NR_026519.1 
n AF3.10 16S ribosomal RNA, partial sequence 2993732 299516 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiac 
terium group; Agrobacterium. 

3028187 3028270 12 95 gi|219846905|ref|NR_026497.1 
strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 302853 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 

3076580 3076647 14 81 gi|219846871|ref|NR_026463.1 


3075492 30769 
219846851 
osomal RNA, partial sequence 3105629 31070 
219846847 


219846841 


219846840 


ref|NR_025272.1 


ia. 
ref|NR_025262.1 

2097632 209908 
biales; Phylloba 


nce 
a; Rhizo 
ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


22445 
s; Rhizo 


ref|NR_025121.1 


tonella. 
NR_025120.1 


Bar 
ref 


llaceae; 


tonella. 
NR_025051.1 


Bar 
ref 


llaceae; 


Bartonella. 
ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flav 
ref |NR_024932.1 


llaceae; 


24329 
Flavoba 


e 


Bartonella. 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024823.1 
2690706 269211 
iales; Flavobact 


llaceae; 


26227 
s; Phyll 
seque 
vobac 


nce 
ter 


ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


enc 
gob 


sequ 
Sphin 


ref|NR_024749.1 

2792664 279412 
stridiaceae; Clo 
ref |NR_026526.1 


equence 
les; Clo 


aceae; Rhizobium/Agrobac 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026433.1 

3120644 312214 
Aneurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 


lus group; Ammon 


acteriac 


e 31115 
terales; 


uence 
aceae; 


ce 31221 
inibacil 


3132192 3132259 14 81 gi 


219846834 


ref|NR_026426.1 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Mesonia algae strain 
a; Bacteroidetes; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Rhizobium indigoferae 
ium indigoferae 


um/Agrobacterium group; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Flavobacterium 
acterium frigidarium 
obacterium. 
Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Salegentibacter 
7 Salegentibacter 
eriaceae; 


Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Clostridium 
8 Clostridium 
stridium. 
Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Agrobacterium 
8 Agrobacterium 
eae; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Aquamicrobium defluvii 

defluvii Bacteria; 

um. 

Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 

Ammoniphilus 

philus oxalaticus 

iphilus. 

Mesorhizobium 


3131100 313253 


6 Mesorhizobium 


plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Mesorhizobium. 


412704 Bacteria_16S 3147240 3147319 13 92 gi|219846824|ref|NR_026416.1 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 31475 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
412704 Bacteria_16S 3203652 3203707 12 67 gi| 219846786 |ref|NR_026378.1 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 32039 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

412704 Bacteria_16S 3240051 3240118 14 81 gi|219846761|ref|NR_026353.1 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
412704 Bacteria_16S 3364628 3364683 8 63 gi|219846674|ref|NR_026266.1 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 336498 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verruco: 
Verrucomicrobium. 

412704 Bacteria_16S 3527606 3527681 12 87 gi| 219846558 |ref|NR_026150.1 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 352796 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
412704 Bacteria_16S 3577989 3578056 14 81 gi|219846524|ref|NR_026116.1 
capsulatus strain 216 16S ribosomal RNA, complete sequence 3576905 3578325 Blasto 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bl 
412704 Bacteria_16S 3604088 3604155 14 81 gi|219846504|ref|NR_026096.1 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 
Sinorhizobium. 

412704 Bacteria_16S 3605634 3605709 14 89 gi| 219846503 |ref|NR_026095.1 
sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 3604483 360597 
sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Fl 
Capnocytophaga. 

412704 Bacteria_16S 3646334 3646401 14 81 gi|219846474|ref|NR_026066.1 


strain USDA 1844 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
412704 Bacteria_16S 3656989 3657056 14 81 gi| 219846467 
strain H152 16S ribosomal RNA, partial sequence 3655877 36573 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
412704 Bacteria_16S 3681507 3681574 14 81 gi| 219846450 
filamentus strain 215 16S ribosomal RNA, partial sequence 36803 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
412704 Bacteria_16S 3684413 3684480 14 81 gi|219846448 


strain CNS 2-75 1 
P 
4 
franzmannii strai 
Bacteria; Bactero 
4 
strain UPM-Ca7 16 
alegens Bacteria 


P 
4 
salegens strain D 
s 
4 


strain F9251 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 
412704 Bacteria_16S 


strain NZP 2213 1 


strain gal 1261 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
412704 Bacteria_16S 3986857 3986924 14 81 gi| 219846234 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 39871 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
412704 Bacteria_16S 3988334 3988401 14 81 gi| 219846233 
strain KMM 6020 16S ribosomal RNA, partial sequence 3987206 39886 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
412704 Bacteria_16S 3989812 3989879 14 81 gi| 219846232 
strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 39901 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae 
412704 Bacteria_16S 3991303 3991370 14 81 gi|219846231 


KMM 6031 16S ribo 
Flavobacteria; Fl 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


11 
3793739 3793806 14 81 gi 
n 301 16S ribosomal RNA, partial sequenc 
idetes; Flavobacteria; Flavobacteriales; 
3801245 3801312 14 81 gi 


3967953 3968020 14 
6S ribosomal RNA, 


81 gi 


3980849 3980916 14 81 gi 


avobacteriales; Flavobacteriaceae; Piboc 


412704 Bacteria_16S 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 


mishustinae Bacte 


16S ribosomal RNA, partial sequence 3645244 36466 


6S ribosomal RNA, partial sequence 3683303 36847 
roteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
12704 Bacteria_16S 


e 


S ribosomal RNA, partial sequence 3800153 38015 
roteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
3815013 3815080 14 81 gi| 219846353 
SM 5424 16S ribosomal RNA, partial sequence 
; Bacteroidetes; Flavobacteria; Flavobacteriales 
3894323 3894390 14 81 gi| 219846299 
ribosomal RNA, partial sequence 3893217 38946 


somal RNA, partial sequence 3990163 3991609 Piboc 


ella. 


3992799 3992866 14 81 gi 


ria; Bacteroidetes; Flavobacteria; 


219846230 


aceae; 
219846368 
37926 
Flavoba 
219846362 


llaceae; 
219846247 
complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllob 
412704 Bacteria_16S 


acteriac 
219846238 
6S ribosomal RNA, partial sequence 3979744 39812 


ie} 


hizobium/Agrobac 
ref|NR_026059.1 


hizobium/Agrobac 
ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 
ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref |NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025944.1 
3813879 381534 
; Flavobacteriac 
ref|NR_025889.1 


Bartonella. 
ref|NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025828.1 


hizobium/Agrobac 
ref |NR_025824.1 


; Gramella. 
ref|NR_025823.1 


; Aquimarina. 
ref |NR_025822.1 


llisia. 
NR_025821.1 
ponti Bacte 


; Gi 
ref 
ella 


Flavobacteriales; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Clostridium 
8 Clostridium 
lostridium. 
Blastobacter 
bacter capsulatus 
astobacter. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Capnocytophaga 
1 Capnocytophaga 


avobacteriaceae; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Polaribacter 
bacter filamentus 
ribacter. 

Ochrobactrum anthropi 


anthropi Bacteria; 


Polaribacter 
bacter franzmannii 
ribacter. 

Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Mesorhizobium loti 
loti Bacteria; 

um. 

Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


ref|NR_025820.1 
3991660 399309 
Flavobacter 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 


412704 Bacteria_16S 
strain KMM 3951 1 
Bacteroidetes; 
412704 Bacteria_16S 


412704 Bacteria_16S 
strain KMM 3912 1 
Bacteroidetes; 
12704 Bacteria_16S 


12704 Bacteria_16S 
actatifermentans 
actatifermentans 
12704 Bacteria_16S 


BePPAD BD A 


tunicata strain D2 16S ribosomal RNA, partial sequence 


Bacteria; 
Pseudoalteromonas. 
412704 Bacteria_16S 


longreachensis strain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; 


Desulfovibrio. 
412704 Bacteria_16S 
antarctica strain 
Bacteria; 
Pseudoalteromonas. 
412704 Bacteria_16S 
strain HQgoel 16S 
Proteobacteria; 
412704 Bacteria_16S 


Flavobacteria; 


Flavobacteria; 


4088077 4088144 14 


4110456 4110531 27 


4115067 4115134 14 


4173400 4173479 11 


Firmicutes; 
4220498 4220573 12 


Firmicutes; 


10061 10131 12 


11492 11546 13 


82643 82713 12 


113212 113290 12 


114811 114889 12 


Flavobacteriales; 


Flavobacteriales; 


Clostridia; 


Proteobacteria; 


81 


6S ribosomal RNA, partial sequence 4086933 40883 
Flavobacteriaceae 


102 


strain HD9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


81 


6S ribosomal RNA, partial sequence 4113936 41153 
Flavobacteriaceae 


90 


itratireducens strain Met 79 16S ribosomal RNA, partial 
itratireducens Bacteria; 


87 


strain G17 16S ribosomal RNA, partial 
Bacteria; 


Clostridia; 
82 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


67 


82 


NF3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


90 


ribosomal RNA, partial sequence 


Deltaproteobacteria; Syntrophobacterales; 


90 


strain DM-2 16S ribosomal RNA, partial sequence 


12704 Bacteria_16S 


seudoalteromonas. 
12704 Bacteria_16S 


actinomycetemcomitans strain 277/49-50(8) 16S ribosomal 
Aggregatibacter actinomycetemcomitans Bacteria; 
Pasteurellaceae; Aggregatibacter. 


Pasteurellales; 
412704 Bacteria_16S 


thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete se 
thermoautotrophica Bacteria; 


roteobacteria; Deltaproteobacteria; 


128534 128604 12 


293186 293228 12 


332828 332906 12 


Moorella group; Moorella. 


412704 Bacteria_16S 


346635 346717 12 


Firmicutes; 


Syntrophobacterales; 


82 


P 

4 

espejiana strain 261 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
P 

4 


54 


90 
Clostridia; 


94 


strain 39 16S ribosomal RNA, partial sequence 


Firmicutes; 
412704 Bacteria_16S 
lituiforme strain 
Bacteria; 

412704 Bacteria_16S 


anticariensis strain FP35 16S ribosomal RNA, partial sequence 
anticariensis Bacteria; 


Halomonas. 
412704 Bacteria_16S 


multivorans strain 28-1 16S ribosomal RNA, partial sequence 39505 
Tenuibacillus. 


Bacteria; Firmicutes; 
412704 Bacteria_16S 
asymbiotica subsp. 


Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

412704 Bacteria_16S 431777 431847 12 82 gi| 265678767 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Roseomonas. 

412704 Bacteria_16S 447236 447306 12 82 gi| 265678757 
strain E7107 16S ribosomal RNA, partial sequence 446125 44760 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
412704 Bacteria_16S 448768 448838 12 82 gi| 265678756 


Bacillales; 


Bacillales; 


364326 364396 12 


370316 370394 12 
Proteobacteria; 


396212 396302 11 


400844 400886 12 


Paenibacillaceae; 


Bacillaceae; 


82 


FaiI3 16S ribosomal RNA, partial sequence 36326 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 


90 


Gammaproteobacteria; 


101 


54 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


strain 5424 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 


Clostridiales; 


Clostridiales 


complete sequence 
Deltaproteobacteria; 


Brevibacillus. 


gi|219846161 


gi|219846145 
4109294 41108 


gi|219846141 


219846098 
sequence 


gi 


219846061 
sequence 


gi 


265679057 
8961 


gi 
P 


gi| 265679056 


Des 
265679009 


81499 
P 


gi 


gi| 265678987 
112043 11359 
Syntrop 
gi| 265678986 
113641 11518 
Syntrop 
265678977 
12740 
P 


gi 


265678865 
RNA, part 


gi 
gi| 265678839 
Thermoanaero 


gi| 265678827 
345474 34689 
gi| 265678812 


Cc 
gi| 265678808 
Ocea 


gi|265678791 


gi| 265678788 


ref|NR_025751.1 
; Maribacter. 
ref|NR_025735.1 


ineae; Nocardioi 
ref|NR_025731.1 


; Ulvibacter. 
ref|NR_025688.1 
4172278 417374 
Eubacteriaceae; 
ref|NR_025651.1 
4219342 422083 
; Clostridiaceae 
ref|NR_029365.1 
10291 Pseudo 


ref |NR_029364.1 
10342 11910 
ulfovibrionales; 


ref |NR_029317.1 
83011 Pseudo 


ref|NR_029295.1 
haceae; Syntroph 
ref|NR_029294.1 


haceae; Syntroph 
ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


ref 
ial 


NR_029171.1 
sequence 


ref|NR_029144.1 
quence 331642 
bacterales; Ther 


ref |NR_029132.1 
2 Brevibacillus 


ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029113.1 

369170 370614 
nospirillales; H 


ref|NR_029096.1 
0 396528 Tenuib 


ref |NR_029093.1 


rtial sequence 


ref |NR_029072.1 

430661 432145 
spirillales; Ace 
ref |NR_029062.1 


raceae; Roseomon 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Clostridium 
8 Clostridium 
; Clostridium. 
Pseudoalteromonas 
alteromonas tunicata 


seudoalteromonadaceae; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Pseudoalteromonas 
alteromonas antarctica 


seudoalteromonadaceae; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 

Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Aggregatibacter 
292013 293496 


Proteobacteria; Gammaproteobacteria; 


Moorella 
333194 Moorella 
moanaerobacteraceae; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Halomonas 
Halomonas 
alomonadaceae; 


Tenuibacillus 
acillus multivorans 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 


ref|NR_029061.1 


Roseomonas gilardii 


447654 449135 Roseomonas gilardii Bacteria; 


luminescens subsp 


Enterobacteriales 


412704 Bacteria_16S 519141 519183 12 54 gi|265678706|ref|NR_029011.1 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
Enterobacteriaceae; Photorhabdus. 

412704 Bacteria_16S 548096 548166 12 82 gi| 265678687 |ref|NR_028992.1 
mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 

412704 Bacteria_16S 560400 560470 12 82 gi| 265678679 |ref|NR_028984.1 
strain 173-96 16S ribosomal RNA, partial sequence 559287 56077 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
412704 Bacteria_16S 561935 562005 12 82 gi| 265678678 |ref|NR_028983.1 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 
Roseomonas. 

412704 Bacteria_16S 563508 563578 12 82 gi| 265678677 |ref|NR_028982.1 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; A 
Acidithiobacillus. 

412704 Bacteria_16S 586014 586092 12 90 gi|265678662|ref|NR_028967.1 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 593517 593587 12 82 gi| 265678657 |ref|NR_028962.1 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosp 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadacea 
412704 Bacteria_16S 628506 628548 12 54 gi| 265678633 |ref|NR_028938.1 
strain M11 16S ribosomal RNA, partial sequence 627341 62884 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morga 
412704 Bacteria_16S 722247 722289 12 54 gi| 265678567 |ref|NR_028871.1 
strain XINach 16S ribosomal RNA, partial sequence 721087 722612 Photorhabdus 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photo 
412704 Bacteria_16S 723833 723875 12 54 gi|265678566|ref|NR_028870.1 
luminescens subsp. laumondii strain TTO1 16S ribosomal RNA, partial sequence 


Enterobacteriales 
luminescens subsp 


Enterobacteriales 


Bacteria; Proteob 


strain MDA5527 16 
strain Pull 5.3 1 
Proteobacteria; G 


phenolica strain 
Bacteria; Proteob 


Pseudoalteromonas. 
412704 Bacteria_16S 


strain CFBP 5236 
Proteobacteria; G 
mexicanus strain 
Bacteria; Proteob 


412704 Bacteria_16S 


strain RE35F/1 16 
roteobacteria; A 


lyakovii strain 
lyakovii Bacteri 
seudoalteromonas 


P 
4 
e 
e 
P 
4 


412704 Bacteria_16S 


Photorhabdus luminescens subsp. 
412704 Bacteria_16S 
Photorhabdus luminescens subsp. 


412704 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


517576 517618 12 54 gi 
thracensis strain 39-8 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


Enterobacteriaceae; Photorhabdus. 
725416 725458 12 54 gi 
akhurstii strain FRGO4 16S ribosomal 


v 


; Enterobacteriaceae; Photorhabdus. 


728520 728598 12 90 gi 
acteria; Gammaproteobacteria; Chromati 
742158 742228 12 82 gi 
S ribosomal RNA, partial sequence 


791704 791774 12 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
810105 810175 12 82 gi 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


82 gi 


845169 845211 12 54 gi 
ammaproteobacteria; Enterobacteriales; 
858700 858754 13 67 gi 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
908807 908877 12 82 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

938237 938307 12 82 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


265678707 
RNA, 


265678565 
RNA, part 


265678563 

72737 
ales; Ecto 
265678553 


741046 74252 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
412704 Bacteria_16S 


Acetobacte 
265678518 


complete sequence 790537 79204 


sychromona 
265678506 
ence 80896 
nadales; P 


265678483 


16S ribosomal RNA, partial sequence 844000 84550 


Enterobac 
265678473 
ce 85752 
ibrionales 
265678439 


907717 90916 


Erythrobac 
265678420 
uence 
Alteromo 


, 


1071310 1071380 12 82 gi 


comp 
Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 
lete 


NR_029012.1 
sequence 


ref 
ial 


NR_028869.1 
sequence 


ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref|NR_028857.1 


raceae; Roseomon 
ref|NR_028821.1 
3 Psychromonas 
daceae; Psychrom 
ref|NR_028809.1 
8 810417 Pseudo 
seudoalteromonad 
ref|NR_028786.1 
teriaceae; Samso 
ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref |NR_028722.1 

937095 938588 
nadales; Pseudoa 


265678330 


Photorhabdus 
516416 517931 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Pseudoalteromonas 
Pseudoalteromonas 


seudoalteromonadaceae; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Novosphingobium 

hingobium hassiacum 

e; Novosphingobium. 
Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Thiorhodospira 

odospira sibirica 

ae; Thiorhodospira. 
Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Psychromonas arctica 


arctica Bacteria; 


onas. 

Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 

Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 

Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Pseudoalteromonas 

Pseudoalteromonas 
1lteromonadaceae; 


ref|NR_028632.1 


Tistrella mobilis 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 


4 
t 
B 
4 


12704 Bacteria_16S 
ardaugens strain ARI-1 16S ribosomal RNA, partial sequence 10731 
acteria; Proteobacteria; Alphaproteobacteria; 
12704 Bacteria_16S 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobi 


Alphaproteobacteria; 


412704 Bacteria_16S 
shabanensis strain E1L3A 16S ribosomal RNA, 


shabanensis Bacteria; 
Salinisphaera. 


412704 Bacteria_16S 


1074225 1074295 12 


1084596 1084666 12 


Sph 


Pr 


1142189 1142259 12 


witflariensis strain W-5 
witflariensis Bacteria; 
Sphingopyxis. 


strain JT7 


Proteobacteria; 


4 
ATCC 43969 
Bacteria; 


ATCC 29909 
Bacteria; 


412704 Bacteria_16S 
riboso 
Gammapro 
12704 Bacteria_16S 
16S ribosomal 


304 16S 


1152785 1152855 12 


Proteobacteria 


412704 Bacteria_16S 
16S ribosomal 


Proteobacteria 


412704 Bacteria_16S 


ATCC 33641 
Bacteria; 


Proteobacteria 


412704 Bacteria_16S 


ATCC 43970 
Bacteria; 


412704 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; 


4 
strain 01- 


Firmicutes; 


12704 Bacteria_16S 


570-1 1 


412704 Bacteria_16S 


limnophilus strai 


limnophilus Bacteria; 
412704 Bacteria_16S 


efficiens 
Bacteria; 


YS-314 


412704 Bacteria_16S 


ganghwensi 


ganghwensis Bacteria; 
412704 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria; 


412704 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
412704 Bacteria_16S 1408124 1408194 12 82 gi| 219846657 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial seq 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; S 
Sphingobium. 

412704 Bacteria_16S 1459911 1459953 12 54 gi| 224581413 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 14602 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
412704 Bacteria_16S 1490414 1490500 8 94 gi| 219846947 
strain IBS G15036 16S ribosomal RNA, partial sequence 14892 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

412704 Bacteria_16S 1546297 1546367 12 82 gi|219857261 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 15466 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
412704 Bacteria_16S 1547812 1547882 12 82 gi|219857260 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 15481 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
412704 Bacteria_16S 1553738 1553780 12 54 gi| 219857220 


82 


82 


ingomonadales; 
82 


oteobacteria; 


82 


82 
mal RNA, partial sequence 


54 
RNA, partial sequence 


54 
RNA, partial sequence 


54 
RNA, partial sequence 


1277991 1278061 12 
s strain JC2041 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Altero 
1391649 1391719 12 
503 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
1400693 1400763 12 
RNA, partial sequence 


PY 


54 


90 


81 


82 


oteobacteria; 
82 


82 


teobacteria; Alteromonadales; 
1186047 1186089 12 


; Gammaproteobacteria; Enterob 
1187558 1187600 12 


; Gammaproteobacteria; Enterob 
1189069 1189111 12 
16S ribosomal 
; Gammaproteobacteria; Enterob 
1190580 1190622 12 
16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
1213342 1213420 12 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
1220766 1220836 11 


gi 


Sphingomonadales; 


gi 


Sphingomonadaceae; 
1140706 1140776 12 


gi 


complete sequence 
Gammaproteobacteria; 


gi 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi 


1151622 11530 
P 


gi 


1189433 11908 


gi 


1212209 12136 


gi 


6S ribosomal RNA, partial sequence 1219617 12211 
Lactobacillales; Carnobacteriaceae; Allofustis. 
1255498 1255580 12 94 gi|219857194 
n DSM 6472 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Paenibacillaceae; B 
1257012 1257094 8 89 gi| 219857144 


16S ribosomal RNA, partial sequence 1255896 12573 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterium. 


gi 


gi 


gi 


1399580 1401060 Sphin 


strain ATCC 29914 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 


265678328 


265678320 


253680763 
Salini 
253680762 
Sphi 
253680755 

228716090 

11863 


les; 
058 


224581437 


219878362 


Cory 


219846127 


228716336 
13905 

Parvularc 

228715353 


Sphingo 


sychromonadace 


ref 
Sphi 


ref 


ref 
1 
spha 
ref 
1 


ref 


ref 


Ent 
ref 


Ent 
ref 


Ent 
ref 


Ent 
ref 


ref 


ref 


revi 
ref 


ref 
mona 
ref 
ref 


adac 
ref 


phin 
ref 


teri 
ref 


neba 
ref 


eae; 
ref 


eae; 
ref 


37 1074554 Novosp 


bium. 


139586 11410 


141076 11425 
ngomonadales; 


67 Psychromonas 
Psychromonas. 


1254345 12558 


nebacterineae; 


1276861 12782 


41 1391995 Parvul 


ulales; Parvularculaceae; 


gomonas wittichi 
Sphingomonas. 


uence 


cterineae; 


NR_028630.1 


ngomonadacea 
NR_028622.1 
um amiense B 


NR_028011.1 
2 


erales; Sali 


NR_028010.1 
5 
Sp 


NR_028003.1 


ae; 
NR_027546.1 


erobacteriac 
NR_027545.1 


erobacteriac 
NR_027544.1 


erobacteriac 
NR_027543.1 


erobacteriac 
NR_027219.1 


e; Halomonas 
NR_025501.1 


NR_024822.1 
4 
bacillus. 
NR_024772.1 


NR_025717.1 
6 
dales; Colwe 
NR_027550.1 


NR_027525.1 
eae; 
NR_026249.1 
140703 
gomonadales; 


NR_027194.1 


aceae; 
NR_026539.1 


NR_024892.1 


Idiomarina. 
NR_024891.1 


Idiomarina. 


Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 
Sphingobium amiense 
acteria; Proteobacteria; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Sphingopyxis 
7 Sphingopyxis 


hingomonadaceae; 


Psychromonas kaikoae 


kaikoae Bacteria; 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonadacea 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Brevibacillus 
5 Brevibacillus 


Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacteriaceae; 


Thalassomonas 

8 Thalassomonas 
lliaceae; Thalassomonas. 
Parvularcula 

arcula bermudensis 
Parvularcula. 
Sphingomonas wittichii 
i RW1 Bacteria; 


Sphingobium 
2 1408473 Sphingobium 


Sphingomonadaceae; 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 
Xenorhabdus. 


Corynebacterium durum 


76 1490698 Corynebacterium durum 
Corynebacteriaceae; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Providencia stuartii 


NR_024848.1 


1552580 1554073 Providencia stuartii Bacteria; 


strain LMG 22166 
Firmicutes; Baci 


strain LMG 22165 
Firmicutes; Baci 


strain CM243 16S 
Proteobacteria; 


R-15447 16S ribo 
Bacillales; Baci 


strain DSM 5901 
Proteobacteria; 
4 
DSM 5900 16S rib 
lphaproteobacte 


garivorans stra 
garivorans Bact 
seudoalteromona 


RU o 9 wD 


strain 2825 16S 
roteobacteria; 


acelli strain L 
acelli Bacteria 
rachybacterium. 


P 
4 
s 
s 
B 
4 
fresconis strain 
fresconis Bacter 
Brachybacterium. 
4 
paraconglomeratu: 
paraconglomeratu 
Dermabacteraceae 
4 
strain DSM 497 1 
Firmicutes; Baci 
4 
stellipolaris st 
stellipolaris Ba 
Alteromonas. 


strain HK85 16S 
Proteobacteria; 


azoreducens stra 
Bacteria; Firmic 


strain L1/68 16S 
Proteobacteria; 


strain LMG 18419 
Firmicutes; Baci 


strain DSM 5000 
Proteobacteria; 


proteamaculans s 
proteamaculans B 
Serratia. 


strain DSM 30063 
Proteobacteria; 


strain DSM 4576 
Proteobacteria; 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


412704 Bacteria_ 


16S 1583776 1583854 12 90 gi 


Viridibacillus. 
90 gi 


llales; 
16S 


Planococcaceae; 
1585331 1585409 12 


llales; Planococcaceae; Viridibacillus. 
16S 1615912 1615982 12 82 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Caulobacterales; C 
16S 1638657 1638735 12 90 gi 
somal RNA, partial sequence 
llaceae; Bacillus. 

16S 1647802 1647872 12 

1 
Alphaproteobacteria; Rhodospirillales; 
16S 1649299 1649369 12 82 gi 


82 gi 


fo) 
ria; Rhodospirillales; Acetobacteraceae 
16S 1754605 1754675 12 82 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


i 
e 
s 
16S 


1757736 1757806 12 82 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; P 
16S 1760722 1760804 8 90 gi 
iM 


’ 


gi 


Actinobacteria; Actinobacteridae; Act 


16S 1762243 1762325 8 90 gi 
LMG 20336 16S ribosomal RNA, partial s 
i 


16S 1763765 1763847 8 90 gi 
m strain LMG 19861 16S ribosomal RNA, p 
m Bacteria; Actinobacteria; Actinobacte 
Brachybacterium. 

16S 1842785 1842863 12 90 

6S ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 

16S 1860885 1860955 12 82 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


v 


gi 


ES 
(a) 
16S 1876136 1876178 12 54 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; Pa 
16S 1915525 1915607 12 94 gi 
in CM1 16S ribosomal RNA, partial seque 
utes; Bacillales; Paenibacillaceae; Pae 
16S 1927855 1927933 12 90 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1942999 1943081 12 94 gi 


gi 


G 
16S 


llales; 
16S 

1 
Gammaproteobacteria; Enterobacteriales; 
16S 1990445 1990487 12 54 gi 
train DSM 4543 16S ribosomal RNA, parti 
acteria; Proteobacteria; Gammaproteobac 


Paenibacillaceae; 


1988896 1988938 12 54 gi 


16S 1991993 1992035 12 54 gi 
Gammaproteobacteria; Enterobacteriales; 
16S 1993536 1993578 12 54 gi 
a 
Gammaproteobacteria; Enterobacteriales; 


16S 1995083 1995125 12 54 gi 


G 20345 16S ribosomal RNA, partial seq 


a; Actinobacteria; Actinobacteridae; Act 


219878489 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


219878466 


1614821 16162 


aulobacter 
219878451 


1637503 1638932 Bacil 


219878444 


6S ribosomal RNA, partial sequence 1646706 16481 


Acetobacte 
219878443 


somal RNA, partial sequence 1648203 1649649 Stell 


; Stella. 

219878370 
equence 

ia; Altero 


, 


219878367 


1756574 17580 


sychromona 
219878365 

uence 

inomycetal 


219878364 
equence 
inomycet 


219878363 
ar 
ri 


dae; Act 


219878307 


1841624 18431 


219878294 
al sequenc 
eria; Alte 


219878284 


1874987 18764 


steurellac 
219878252 
nce 19143 
nibacillus 
219878243 


1926697 19282 


anthomonad 
219878233 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillus. 


219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


16S ribosomal RNA, partial sequence 1990842 19923 


Enterobac 
219878200 


6S ribosomal RNA, partial sequence 1992387 19938 


Enterobac 
219878199 


tial seq 


ref |NR_025628.1 


ref |NR_025627.1 


ref|NR_025605.1 

acea 
ref 

lus 


e; Woodshole 
NR_025590.1 
vireti Bacte 
ref|NR_025583.1 
race 


ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


ref|NR_025509.1 
1753455 175495 
monadales; Pseud 


ref|NR_025506.1 
69 Psychromonas 
daceae; Psychro 
ref|NR_025504.1 

1759669 176107 
es; Micrococcine 
ref|NR_025503.1 

1761124 176259 
ales; Micrococci 
ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


ref |NR_025446.1 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref |NR_025423.1 
eae; Haemophilus 
ref |NR_025391.1 
61 1915860 Paenib 
ref |NR_025382.1 
aceae; Ignatzsch 
ref|NR_025372.1 
47 Paenibacillus 
ref |NR_025342.1 
teriaceae; Tatum 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 
ref|NR_025340.1 
teri 
ref 


aceae; Serra 
NR_025339.1 


teriaceae; Serra 


24 Viridibacillus 


79 Viridibacillus 


Viridibacillus arenosi 
arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Bacillus vireti strain 
ria; Firmicutes; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 


oalteromonadaceae; 


Psychromonas profunda 


profunda Bacteria; 
monas. 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Paenibacillus 
acillus azoreducens 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Paenibacillus cookii 
cookii Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 


ella. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 


ref|NR_025338.1 


Serratia entomophila 


strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


ia. 


412704 Bacteria_16S 
strain DSM 4594 1 
Proteobacteria; 
412704 Bacteria_16S 
strain DSM 30118 
Proteobacteria; G 
412704 Bacteria_16S 
DSM 5563 16S ribo 
Gammaproteobacteria; 
12704 Bacteria_16S 
roteus strain 42 
acteria; Proteob 
12704 Bacteria_16S 
strain Eb 13/82 1 
Proteobacteria; G 
412704 Bacteria_16S 
carotovorum subsp 


4 
Pp 
B 
4 


1996619 1996661 12 


6S ribosomal RNA, partial sequence 1995493 19 
Gammaproteobacteria; Enterobacteriales; 


1998164 1998206 12 


16S ribosomal RNA, partial sequence 1997016 19 
ammaproteobacteria; Enterobacteriales; 


1999703 1999745 12 


somal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriales; 


2001237 2001279 12 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


2004305 2004347 12 


6S ribosomal RNA, partial sequence 2003168 20 
ammaproteobacteria; Enterobacteriales; 


2028370 2028412 12 


odoriferum strain LMG 17566 16S ribo 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 


Enterobacteriac 


54 219878198 
969 
Enterobac 
219878197 
985 
Enterobac 
219878196 
agi 
eae; Pragi 
219878195 
20000 
cteriales; 
219878193 
046 
Enterobac 
219878177 
somal RNA, 


gi 
54 gi 
54 gi 
54 gi 


54 gi 


54 gi 


ref |NR_025337.1 


teri 
ref 


aceae; 
NR_025336.1 


teri 
ref 
a fo 
a. 

ref 


aceae; Prote 
NR_025335.1 
ntium Bacter 


NR_025334.1 


Ent 
ref 


erobacteriac 
NR_025332.1 


teri 
ref 
par 


aceae; Budvi 
NR_025316.1 
tial sequenc 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
Rahne 


lla. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


96 2001585 Obesumbacterium proteus 


eae; Obesumbacterium. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; Enterobacteriaceae; Pectobacterium. 

412704 Bacteria_16S 2101810 2101880 12 82 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

412704 Bacteria_16S 2113924 2113994 12 82 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

412704 Bacteria_16S 2118532 2118602 12 82 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

412704 Bacteria_16S 2151810 2151880 12 82 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

412704 Bacteria_16S 2154737 2154807 12 82 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

412704 Bacteria_16S 2236658 2236712 13 67 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

412704 Bacteria_16S 2238164 2238254 12 102 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

412704 Bacteria_16S 2239681 2239723 12 54 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

412704 Bacteria_16S 2241192 2241234 12 54 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

412704 Bacteria_16S 2242703 2242745 12 54 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

412704 Bacteria_16S 2244214 2244256 12 54 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

412704 Bacteria_16S 2271933 2272003 12 82 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

412704 Bacteria_16S 2273406 2273476 12 82 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

412704 Bacteria_16S 2299111 2299181 12 82 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

412704 Bacteria_16S 2600670 2600712 12 54 gi|219857268|ref|NR_024899.1| Mannheimia 
granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
412704 Bacteria_16S 2602224 2602266 12 54 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 


strain HPA92 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 


2601060 2602563 Mannheimia ruminalis Bacteria; 


Proteobacteria; 
strain P925 16S 
Proteobacteria; 
Proteobacteria; 
succinogenes Bac 
Actinobacillus. 


MA001 16S riboso 


Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 2714187 2714265 12 90 gi| 219857179 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 27145 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 
412704 Bacteria_16S 2741377 2741447 12 82 gi| 219857160 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 27416 


412704 Bacteria_ 
strain 177 16S ri 


412704 Bacteria_ 
412704 Bacteria_ 
strain CVL 16S ri 
412704 Bacteria_ 


succinogenes stra 


412704 Bacteria_ 


16S 2603778 2603820 12 54 gi| 219857266 
bosomal RNA, partial sequence 2602614 26041 
Gammaproteobacteria; Pasteurellales; Pasteurellac 
16S 2605332 2605374 12 54 gi| 219857265 
ribosomal RNA, partial sequence 2604168 26056 
Gammaproteobacteria; Pasteurellales; Pasteurellac 
16S 2614643 2614697 13 67 gi| 219857256 
bosomal RNA, partial sequence 2613469 26150 
Deltaproteobacteria; Desulfovibrionales 
16S 2639146 2639188 12 54 gi 
in 130Z 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


219857232 
uence 

tt ria; Paste 
16S 2699209 2699287 12 


mal RNA, partial sequence 


90 gi|219857189 
2698052 2699555 Bacil 


Desulfov 


ref|NR_024897.1| Mannheimia varigena 
17 Mannheimia varigena Bacteria; 


eae; Mannheimia. 
ref|NR_024896.1| Mannheimia glucosida 
71 Mannheimia glucosida Bacteria; 


eae; Mannheimia. 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024860.1 

2637974 263946 
urellales; Paste 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Bacillus asahii strain 
ria; Firmicutes; 


ref 
lus 


NR_024817.1 
asahii Bacte 


ref|NR_024807.1| Enhygromyxa salina 
15 Enhygromyxa salina Bacteria; 
ref|NR_024788.1| Agarivorans albus 


76 Agarivorans albus Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

412704 Bacteria_16S 2769676 2769754 12 90 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 2792408 2792478 12 82 gi|219857122|ref|NR_024750.1| Coprococcus catus 


strain VPI-C6-61 
Firmicutes; Clos 
4 
strain ATCC 1277 
roteobacteria; 


P 
4 
minutulum strain 
minutulum Bacter 
4 
strain LMG 2542 

roteobacteria; 


P 
4 
caldus strain KU 
Proteobacteria; 

4 
strain SG3902 16 
Firmicutes; Clos 


412704 Bacteria_ 


strain m1134/97/ 
Firmicutes; Lact 


412704 Bacteria_ 


strain 22-7934 16 
Firmicutes; Clos 


412704 Bacteria_ 


antarctica strai 
antarctica Bacte 
sychromonas. 


latensis strain 
acteria; Firmic 


® W'o 8 Id 


strain DSM 10022 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


16S ribosomal RNA, partial sequence 2791299 27926 
tridia; Clostridiales; Lachnospiraceae; Coprococc 
16S 2856146 2856188 12 54 gi| 219856887 
5 16S ribosomal RNA, partial sequence 28549 
Gammaproteobacteria; Enterobacteriales; Enterobac 
16S 2928161 2928203 12 54 gi| 219856838 
ATCC 19193 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; Oceanosp 
16S 2967420 2967462 12 54 gi| 219846946 
16S ribosomal RNA, partial sequence 2966273 29677 
Gammaproteobacteria; Enterobacteriales; Enterobac 
16S 2997925 2997995 12 82 gi|219846925 
16S ribosomal RNA, partial sequence 2996783 29982 
Gammaproteobacteria; Acidithiobacillales; Acidith 
16S 3017719 3017793 7 81 gi|219846912 
S ribosomal RNA, partial sequence 3016582 30179 
tridia; Halanaerobiales; Halobacteroidaceae; Oren 
16S 3070666 3070744 12 90 gi|219846875 
1 16S ribosomal RNA, partial sequence 30695 
obacillales; Enterococcaceae; Vagococcus. 
16S 3102187 3102277 12 102 gi|219846854 
S ribosomal RNA, partial sequence 3101054 31025 
tridia; Clostridiales; Clostridiaceae; Tindallia. 
16S 3117278 3117348 12 82 gi|219846844 
n star-1 16S ribosomal RNA, partial sequence 

ria; Proteobacteria; Gammaproteobacteria; Alterom 


16S 3220294 3220360 14 80 gi 
3R 16S ribosomal RNA, partial sequence 
utes; Clostridia; Thermoanaerobacterales; Thermod 
16S 3230782 3230860 11 89 gi| 219846767 
16S ribosomal RNA, partial sequence 3229651 32311 


219846774 
32191 


13 Coprococcus catus Bacteria; 

us. 

ref|NR_024706.1 

85 2856506 Pseudo 

teriaceae. 

ref |NR_024657.1 
2927022 292847 

irillales; Marinospirillum. 

ref |NR_026538.1| Dickeya paradisiaca 

69 Dickeya paradisiaca Bacteria; 

teriaceae; Dickeya. 

ref|NR_026517.1| Acidithiobacillus 

42 Acidithiobacillus caldus Bacteria; 

iobacillaceae; Acidithiobacillus. 

ref|NR_026504.1| Orenia salinaria 

18 Orenia salinaria Bacteria; 

ia. 

ref |NR_026467.1 

11 3070973 Vagoco 


Pseudomonas flectens 
monas flectens Bacteria; 


Marinospirillum 
7 Marinospirillum 


Vagococcus lutrae 
ccus lutrae Bacteria; 


ref|NR_026446.1| Tindallia magadiensis 
35 Tindallia magadiensis Bacteria; 


ref 


NR_026436.1 
116131 311762 
onadales; Psychr 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Ww 


ref|NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref|NR_026359.1 
30 Peptoniphilus 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Peptoniphilus ivorii 
ivorii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

412704 Bacteria_16S 3320291 3320369 12 90 gi|219846706|ref|NR_026298.1| Halomonas 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

412704 Bacteria_16S 3355273 3355355 8 90 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

412704 Bacteria_16S 3356832 3356914 8 90 gi|219846679|ref|NR_026271.1| Dermabacter hominis 


strain DSM 7083 
Actinobacteria; 


412704 Bacteria_ 


alimentarium str 


16S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteridae; Actinomycetales; Micrococcineae 


06 Dermabacter hominis Bacteria; 
; Dermabacteraceae; Dermabacter. 


16S 3359960 3360042 8 90 gi|219846677 
ain CNRZ 925 16S ribosomal RNA, partial sequence 


ref|NR_026269.1| Brachybacterium 
3358821 3360332 Brachybacterium 


alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; Brachybacterium. 
412704 Bacteria_16S 3361546 3361628 12 94 gi| 219846676 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinoc 
412704 Bacteria_16S 3385890 3385968 12 90 gi|219846659 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceano 
Chromohalobacter. 
412704 Bacteria_16S 3420554 3420624 12 82 gi| 219846631 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 34194 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 
412704 Bacteria_16S 3422032 3422102 12 82 gi| 219846630 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequenc 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alter 
Pseudoalteromonas. 
412704 Bacteria_16S 3423516 3423586 12 82 gi| 219846629 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequen 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alte 
Pseudoalteromonas. 
412704 Bacteria_16S 3424999 3425069 12 82 gi|219846628 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial seque 
Pseudoalteromonas ca 
Pseudoalteromonadaceae; Pseudoalteromonas. 
412704 Bacteria_16S 3426477 3426547 12 82 gi| 219846627 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromon 
Pseudoalteromonas. 
412704 Bacteria_16S 3427958 3428028 12 82 gi| 219846626 
atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
412704 Bacteria_16S 3497318 3497400 12 94 gi|219846578 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobac 
Coriobacteriaceae; Coriobacterium. 
412704 Bacteria_16S 3538295 3538373 12 90 gi|219846551 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 35386 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
412704 Bacteria_16S 3580919 3580989 12 82 gi| 219846522 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; 
Roseococcus. 
412704 Bacteria_16S 3667801 3667843 12 54 gi|219846459 
strain ATCC 15712 16S ribosomal RNA, partial sequence 36666 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
412704 Bacteria_16S 3670813 3670855 12 54 gi|219846457 
strain EN 101 16S ribosomal RNA, partial sequence 3669690 36711 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
412704 Bacteria_16S 3672321 3672363 12 54 gi| 219846456 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 36711 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
412704 Bacteria_16S 3673829 3673871 12 54 gi|219846455 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial seque 
betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Ent 
Pectobacterium. 
412704 Bacteria_16S 3675334 3675376 12 54 gi|219846454 
strain 1846 16S ribosomal RNA, partial sequence 3674212 36756 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
412704 Bacteria_16S 3695083 3695125 12 54 gi|219846441 


strain P-172-71 1 
Proteobacteria; G 


412704 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


412704 Bacteria_16S 


sporothermodurans 
sporothermodurans 


412704 Bacteria_16S 


strain ATCC 29800 


ammaproteobacteria; Pasteurellales; Pa 
3696519 3696561 12 54 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3723643 3723721 12 90 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3865020 3865073 14 67 gi 
16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 3693916 36953 


steurellac 
219846439 
ce 36953 
llales; Pa 
219846419 
1 sequence 
illaceae; 


ref |NR_026268.1 
3360383 336190 
occus. 
ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


Marinococcus 
2 Marinococcus 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


ref|NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


ref|NR_026221.1 
ce 3422380 342381 
romonadales; Pse 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


ref 
nce 


NR_026220.1 
342386 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


ref|NR_026219.1 
3425334 342676 
adales; Pseudoal 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


ref|NR_026218.1 
3426820 342824 
nadales; Pseudoa 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


ref|NR_026170.1 
3496207 349764 
teriales; Coriob 


Coriobacterium 
1 Coriobacterium 
acterineae; 


ref|NR_026143.1| Bacillus gibsonii 
44 Bacillus gibsonii Bacteria; 


ref|NR_026114.1 
3579840 358126 
Rhodospirillales 


Roseococcus 
5 Roseococcus 
Acetobacteraceae; 


, 


Brenneria salicis 
ria salicis ATCC 15712 


ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriaceae; Brenneria. 
ref|NR_026048.1| Brenneria nigrifluens 
45 Brenneria nigrifluens Bacteria; 
teriaceae; Brenneria. 

ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026046.1| Pectobacterium 

nce 3672704 3674161 Pectobacterium 
erobacteriales; Enterobacteriaceae; 


ref|NR_026045.1| Pantoea ananatis 

66 Pantoea ananatis Bacteria; 

teriaceae; Pantoea. 

ref|NR_026032.1| Pasteurella aerogenes 

20 Pasteurella aerogenes Bacteria; 

eae. 

ref|NR_026030.1| Actinobacillus 

71 3696836 Actinobacillus porcinus 

steurellaceae; Actinobacillus. 

ref|NR_026010.1| Bacillus 
3722493 3723989 Bacillus 

Bacillus. 


219846319 
38638 


ref|NR_025909.1| Alistipes putredinis 
52 3865319 Alistipes putredinis Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 


412704 Bacteria_16S 3880350 3880420 13 83 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

412704 Bacteria_16S 3881922 3882000 11 89 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

412704 Bacteria_16S 3892801 3892879 12 90 gi|219846300|ref|NR_025890.1| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

412704 Bacteria_16S 3914053 3914095 12 54 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

412704 Bacteria_16S 3970901 3970971 12 82 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
412704 Bacteria_16S 3975281 3975351 12 82 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

412704 Bacteria_16S 3983880 3983950 12 82 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

412704 Bacteria_16S 3995735 3995805 12 82 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

412704 Bacteria_16S 3998720 3998790 12 82 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

412704 Bacteria_16S 4001644 4001714 12 82 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

412704 Bacteria_16S 4006204 4006274 12 82 gi|219846221|ref|NR_025811.1| Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

412704 Bacteria_16S 4010757 4010827 12 82 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

412704 Bacteria_16S 4045628 4045698 12 82 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

412704 Bacteria_16S 4048704 4048794 11 101 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

412704 Bacteria_16S 4053091 4053161 12 82 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

412704 Bacteria_16S 4128745 4128815 12 82 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

412704 Bacteria_16S 4214357 4214427 12 82 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

412704 Bacteria_16S 4215912 4215982 12 82 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

412704 Bacteria_16S 13081 13150 13 82 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

412704 Bacteria_16S 31518 31587 12 81 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

412704 Bacteria_16S 44955 45032 12 89 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 


strain AS2 16S ri 
Firmicutes; Lacto 


moscoviensis stra 
moscoviensis Bact 


thermophilus stra 
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4 
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4 
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Bacteria; Firmicu 
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G 
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04 16S ribosomal RNA, partial sequence 
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252410 252479 12 81 gi 
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kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


vibrioformis stra 
vibrioformis Bact 


A strain ELTDK 10 
Bacteria; Firmicu 


phoeniculicola st 
phoeniculicola Ba 


strain CR 16S rib 
Proteobacteria; E 
4 
strain CIP 105566 
roteobacteria; G 


P 
4 
picturae strain R 
Bacteria; Firmicu 
4 
hydrogeniphilus s 
hydrogeniphilus B 
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Firmicutes; Clost 


N7 16S ribosomal 
Gammaproteobacter 
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Bacteria; Proteob 


strain DSM 30039 


Proteobacteria; G 


412704 Bacteria_16S 


warmboldiae strai 
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Buttiauxella. 

4 
PB90-1 16S riboso: 
Opitutae; Opituta 


412704 Bacteria_16S 
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412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 
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412704 Bacteria_16S 
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412704 Bacteria_16S 


12704 Bacteria_16S 


253885 253954 12 81 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


294660 294713 14 67 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
314444 314521 13 90 gi 
3 16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
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412704 Bacteria_16S 904218 904295 12 89 gi| 265678442 |ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

412704 Bacteria_16S 939788 939865 13 90 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

412704 Bacteria_16S 963059 963128 12 81 gi| 265678403 |ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

412704 Bacteria_16S 987504 987545 13 54 gi| 265678386 |ref|NR_028688.1| Citrobacter murliniae 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 986336 987865 Citrobacter murliniae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

412704 Bacteria_16S 989084 989125 13 54 gi|265678385|ref|NR_028687.1| Citrobacter braakii 
strain 167 16S ribosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

412704 Bacteria_16S 996877 996966 12 101 gi|265678380|ref|NR_028682.1| Granulicatella elegans 


strain B1333 16S 
Firmicutes; 


strain ATCC 33433 


Proteobacteria; 


Proteobacteria; 
4 


strain Ne 11 16S ribosomal RNA, partial sequence 1015393 10168 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
412704 Bacteria_16S 1018019 1018096 13 90 gi|265678366|ref|NR_028668.1 


L-3 16S ribosomal 
Gammaproteobacter 


412704 Bacteria_16S 


strain R 16S ribo 


Lacto 
412704 Bacteria_16S 


G 
412704 Bacteria_16S 
strain GPll 16S r 
G 
12704 Bacteria_16S 
199/55 16S riboso 
Gammaproteobacter 
412704 Bacteria_16S 


ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; 
1004474 1004515 13 54 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
1013530 1013607 13 90 gi 
ibosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; 
1015026 1015103 13 90 gi 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 


1016522 1016599 13 90 gi 


RNA, partial sequence 
ia; Pseudomonadales; 
1130074 1130143 12 


Moraxellaceae; 
81 


Mo 
gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


412704 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


412704 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


412704 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


412704 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Sedis; Caldicellulosiruptor. 
412704 Bacteria_16S 1305200 1305269 12 81 gi|219846460|ref|NR_026051.1 


owensensis OL 16S 


Sedis; Caldicellu 


1155764 1155833 12 81 gi 


ribosomal RNA, partial sequence 


losiruptor. 


995703 99724 
Granuli 


catella. 
265678375 
10033 
Enterobac 
265678369 


1012401 10138 
Moraxellace 


265678368 


1013897 1015342 Morax 
Mo 


raxella. 
265678367 


1016889 1018335 Morax 


raxella. 
253680770 


somal RNA, partial sequence 1128958 1130397 Ricke 


kettsiacea 


253680753 


16S ribosomal RNA, partial sequence 1154576 11561 


ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluy 
ref |NR_028671.1 


Moraxella. 
NR_028670.1 
ovis Bacter 


ae; 
ref 
ella 


ref|NR_028669.1 


ella bovis Bacte 
ref 
ttsi 


e; R 


NR_028018.1 
a rickettsii 
ickettsieae 


v 


ref|NR_028001.1 


tes; Bacillales; Bacillaceae; Oceanobacillus. 

1201211 1201292 13 94 gi| 228715386 |ref|NR_027531.1 
2261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminob 
ynergistetes; Synergistia; Synergistales; Synergistaceae; Aminob 

1272159 1272236 13 90 gi|219846399|ref|NR_025990.1 
1 RNA partial sequence 1271016 1272493 Desulfonema magnum Ba 
ia; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

1302090 1302159 12 81 gi|219846639|ref|NR_026231.1 


Vi 


0 Granulicatella elegans Bacteria; 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Moraxella caviae 


46 Moraxella caviae Bacteria; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 


Moraxella bovis strain 
ria; Proteobacteria; 


Rickettsia rickettsii 


Bacteria; 
Rickettsia; spotted 
Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Desulfonema magnum DSM 
cteria; Proteobacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Incertae 


412704 Bacteria_16S 1325109 1325178 12 81 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

412704 Bacteria_16S 1441947 1442047 12 113 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

412704 Bacteria_16S 1443478 1443519 13 54 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

412704 Bacteria_16S 1455579 1455668 12 101 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
412704 Bacteria_16S 1512805 1512846 13 54 gi|219878127|ref|NR_025266.1| Histophilus somni 
strain 8025 16S ribosomal RNA, partial sequence 1511717 1513077 Histophilus somni Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 

412704 Bacteria_16S 1565550 1565627 13 90 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

412704 Bacteria_16S 1588445 1588514 12 81 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

412704 Bacteria_16S 1652342 1652411 12 81 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 1702880 1702969 12 101 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

412704 Bacteria_16S 1753056 1753125 12 81 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


strain LMG 18422 
irmicutes; Bacil 


F 
4 
carmonensis strai 
carmonensis Bacte 
4 
necropolis strain 
necropolis Bacter 


strain DSM 10404 
acteria; Firmicu 


B 
4 
sanguinicola stra 
sanguinicola Bact 
4 
strain 81H-380. 
Proteobacteria; 


HL 
G 


strain $3/2-161 1 
Proteobacteria; G 


strain S1/1-984 1 
Proteobacteria; G 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


strain $1/6-571 1 
Proteobacteria; G 


strain LMG 12370 

Firmicutes; Bacil 
4 
thermolithotrophu: 
thermolithotrophu: 


DSM 4568 16S ribo 
Gammaproteobacter 
4 
strain K9951 16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 
6S ribosomal RNA, partial sequence 2009346 20 


412704 Bacteria_16S 
16S ribosomal RNA, partial sequence 2037802 20 
12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


lales; Bacillaceae; Bacillus. 

1790739 1790808 12 81 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1804510 1804579 12 81 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1824479 1824568 12 101 gi 
16S ribosomal RNA, complete sequence 
tes; Bacillales; Bacillaceae; Halobaci 
1909463 1909552 12 101 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
2002773 2002814 13 54 gi 
6S ribosomal 
ammaproteobacteria; Enterobacteriales; 
2005850 2005891 13 54 gi 


ammaproteobacteria; Enterobacteriales; 
2007396 2007437 13 54 gi 


ammaproteobacteria; Enterobacteriales; 
2008940 2008981 13 54 
n DSM 9390 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
2010499 2010540 13 54 
ammaproteobacteria; Enterobacteriales; 
2038960 2039029 12 81 


lales; Bacillaceae; Virgibacillus. 


2088203 2088272 12 81 gi 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2121574 2121615 13 54 gi 


Enterobacteriales; Enterobacteriac 
2188179 2188256 12 89 gi 
ribosomal RNA, partial sequence 


ia; 


E 


E 


1 
su 


ea 


16S ribosomal RNA, partial sequence 1751903 17534 


RNA, partial sequence 2001636 20 
ntero 
219878192 
6S ribosomal RNA, partial sequence 2004699 20 
ntero 
219878191 
6S ribosomal RNA, partial sequence 2006247 20 


219878131 
sequence 
1furobac 
219857654 
somal RNA, partial sequence 2120505 2121907 Cedec 


e; 


219857607 
2187032 2188507 Legionella busanensis Bacteria; 


04 Bacillus luciferensis Bacteria; 


219878342 |ref|NR_025481.1| Virgibacillus 
sequence 1789570 1791087 Virgibacillus 

ae; Virgibacillus. 

219878333|ref|NR_025472.1| Virgibacillus 
sequence 1803341 1804862 Virgibacillus 

e; Virgibacillus. 

219878320|ref|NR_025459.1| Halobacillus trueperi 

1823301 1824836 Halobacillus trueperi 

llus. 

219878257 |ref|NR_025396.1]| Aerococcus 

al sequence 1908318 1909816 Aerococcus 

ococcaceae; Aerococcus. 

219878194|ref|NR_025333.1| Leminorella grimontii 


031 
bac 


17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 
ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 

ref |NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 


061 
bac 


077 


Enterobacteriaceae; Buttiauxella. 
gi|219878190|ref|NR_025329.1| Buttiauxella 

sequence 2007792 2009295 Buttiauxella 

ia; Enterobacteriales; Enterobacteriaceae; 
gi|219878189|ref|NR_025328.1| Buttiauxella brennerae 

10850 Buttiauxella brennerae Bacteria; 

Enterobacteriaceae; Buttiauxella. 

gi|219878169|ref|NR_025308.1| Virgibacillus proomii 


39307 Virgibacillus proomii Bacteria; 


ref|NR_025270.1 

2087053 208849 
teriaceae; Desul 
ref |NR_025243.1 
ea davisae Bacte 
ea. 
ref 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Cedecea davisae strain 
ria; Proteobacteria; 
Cedec 


NR_025196.1| Legionella busanensis 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


412704 Bacteria_16 


strain Pl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacter 


412704 Bacteria_16 


412704 Bacteria_16S 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


s 


s 


2189704 2189781 12 


2268892 2268961 13 


2284140 2284217 12 


89 


82 


89 


strain A45 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcacea 


412704 Bacteria_16 


strain NRRL B-23154 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
412704 Bacteria_16 


s 


s 


2285682 2285751 12 


Bacillaceae; 
2338298 2338375 13 


81 


Bacillus. 


90 


strain BG29 16S ribosomal RNA, partial sequence 


Firmicutes; 
412704 Bacteria_16 


sulfidophilum strain BR4 16S ribosomal RNA, 
sulfidophilum Bacteria; 


412704 Bacteria_16 
limimaris strain 
Bacteria; 
412704 Bacteria_16 
strain ATCC49733 


412704 Bacteria_16 
strain YKJ-10 16S 
Firmicutes; 
412704 Bacteria_16 


psychrophilus strain Z-0021 16S ribosomal RNA, 
psychrophilus Bacteria; 


Methylobacter. 
412704 Bacteria_16 
paradoxus strain 
Bacteria; 
412704 Bacteria_16 
strain ATCC 33531 
Bacteria; 
412704 Bacteria_16 


beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequenc 


beliardensis Bacteria; Gammaproteobacteria; Legionell 


412704 Bacteria_16 
strain ATCC 43186 
Firmicutes; 
412704 Bacteria_16 
strain ATCC 43198 
Firmicutes; 
412704 Bacteria_16 
strain ATCC 51266 
Firmicutes; 
412704 Bacteria_16 
strain ATCC 51603 


Clostridia; 


s 


s 


s 


s 


Bacillales; 


s 


s 


s 


s 


s 


s 


s 


s 


Clostridiales; 
2339847 2339924 13 


Firmicutes; 
2354984 2355053 12 


2364210 2364251 13 


2382351 2382420 12 


Bacillaceae; 
2440154 2440231 12 


Proteobacteria; 


2441713 2441790 12 


2462897 2462938 13 


2503574 2503651 12 


Proteobacteria; 
2589963 2590032 12 


Enterococcaceae; 
2591542 2591611 12 


Enterococcaceae; 
2593116 2593185 12 


Enterococcaceae; 
2620876 2620917 13 


Clostridia; 


Heliobacteriaceae; 


90 


81 


DCB-M 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


54 


81 


ribosomal RNA, partial sequence 
Bacillus. 


89 


89 


ARh1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


54 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


89 


16S ribosomal RNA, partial sequence 
Lactobacillales; 


16S ribosomal RNA, partial sequence 
Lactobacillales; 


16S ribosomal RNA, partial sequence 
Lactobacillales; 


gi| 219857606 


gi|219857554 
2267708 22692 


gi|219857544 
2282981 22844 


219857542 
22845 


gi 


gi| 219857503 
2337153 23386 


23538 


gi|219857485 


16S ribosomal RNA, partial sequence 2363042 23645 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


gi| 219857472 
2381197 23827 


gi|219857428 


complete sequence 
Gammaproteobacteria; Methyloc 


219857426 
24405 


gi 


219857408 
24617 


gi 


gi| 219857380 


81 gi|219857275 
25888 

Enterococcus. 

81 gi|219857274 
25903 

Enterococcus. 

81 gi|219857273 
25919 

Enterococcus. 

54 gi|]219857252 


16S ribosomal RNA, partial sequence 


26197 


acteria; 


2628500 2628569 12 81 gi 


Bacillales; Bacillaceae; Gracilib 


roteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
12704 Bacteria_16S 
alotolerans strain NN 16S ribosomal RNA, partial seque 
Firmicutes; 


219857246 
nce 26273 
acillus. 


P 
4 
h 
B 
4 


12704 Bacteria_16S 


strain CDC 0876-58 16S ribosomal RNA, partial sequence 


Bacteria; 
412704 Bacteria_16 


s 


2636004 2636045 13 


2642204 2642273 13 


54 


82 


219857234 
26348 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi|219857230 


strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 26425 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


412704 Bacteria_16 
strain SM2-1 16S 


s 


2734040 2734117 12 


89 


ribosomal RNA, partial sequence 


gi| 219857165 
2732909 27343 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


412704 Bacteria_16 


s 


2735530 2735607 12 


89 


gi|219857164 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 


schlegeliana Bacteria; 


412704 Bacteria_16 


s 


Proteobacteria; 
2737020 2737097 12 


Gammaproteobacteria; 


89 


Alter 
219857163 


gi 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 


marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Ent 


ref 


ref 


ref 


ref 


ref 


teri 


ref 


ref 


79 Methylobacter 


30 2285939 Bacill 


08 2355330 Desulf 
Syntrophobacterales; S 


2438995 244052 


72 2442029 Thioal 
Ectothio 


40 2463175 Raoult 


00 2590328 Entero 


79 2591887 Entero 


38 2593451 Entero 


36 2621149 Kluyve 


22 2628862 Gracil 


NR_025195.1 


Shewanella. 
NR_025142.1 


aceae; Desul 
NR_025132.1 


e; Methyloba 
NR_025130.1 


NR_025091.1 


yntrophaceae 
NR_025073.1 


NR_025060.1 


NR_025016.1 
occales; Met 


NR_025014.1 


rhodospirace 
NR_024996.1 


erobacteriac 
NR_024968.1 
e 250240 


ales; Legion 
NR_024906.1 


NR_024905.1 


NR_024904.1 


NR_024883.1 


aceae; 
NR_024876.1 


Kluyv 


NR_024862.1 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 

Methylobacter marinus 
marinus Bacteria; 
cter. 

Bacillus sonorensis 
us sonorensis Bacteria; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Heliobacterium. 
gi|219857502|ref|NR_025090.1| Heliobacterium 
complete sequence 2338702 2340214 Heliobacterium 
Clostridiales; Heliobacteriaceae; Heliobacterium. 
gi|219857491|ref|NR_025079.1| Desulfomonile 


omonile limimaris 
; Desulfomonile. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Thioalkalivibrio 

kalivibrio paradoxus 

ae; Thioalkalivibrio. 
Raoultella planticola 

ella planticola 

eae; Raoultella. 
Legionella 

5 2503874 Legionella 

ellaceae; Legionella. 

Enterococcus mundtii 

coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Gracilibacillus 
ibacillus halotolerans 


Citrobacter werkmanii 


42 2636362 Citrobacter werkmanii 

Enterobacteriaceae; Citrobacter. 

ref|NR_024858.1| Desulfocella halophila 

73 Desulfocella halophila Bacteria; 

Desulfocella. 

ref|NR_024793.1| Shewanella sairae 

48 Shewanella sairae Bacteria; 

eae; Shewanella. 

ref|NR_024792.1] Shewanella 
2734399 2735838 Shewanella 

omonadales; Shewanellaceae; 

ref|NR_024791.1] Shewanella 
2735889 2737328 Shewanella 

Shewanellaceae; 


Shewanella. 


412704 Bacteria_16S 
strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 27639 


2763624 2763665 13 54 gi 


219857142 


ref|NR_024770.1| Edwardsiella tarda 
40 Edwardsiella tarda ATCC 15947 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 
412704 Bacteria_16S 2765140 2765181 13 54 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella ictaluri Bacteria; 


Proteobacteria; 
412704 Bacteria 
strain JCM1679 16 
Proteobacteria; G 
412704 Bacteria 
strain JCM9731 16 
Firmicutes; Bacil 
412704 Bacteria_ 
strain JCM9070 16 


_168 


16S 


Gammaproteobacteria; Enterobacteriales; 
16S 


2766656 2766697 13 54 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2881101 2881170 12 81 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2882652 2882721 12 81 

S ribosomal RNA, partial sequence 


gi 


gi 


E 


E 


nterobac 


219856871 
2879945 28814 


219856870 
2881499 28830 


nterobac 
219857140 
2765507 27669 


dsiella. 

Edwardsiella hoshinae 
72 Edwardsiella hoshinae Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024690.1| Bacillus carboniphilus 
48 Bacillus carboniphilus Bacteria; 


teriaceae; Edwar 
ref |NR_024768.1 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 2947871 2947912 13 54 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

412704 Bacteria_16S 2949361 2949402 13 54 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 


Proteobacteria; G 
412704 Bacteria 
strain JCM1237 
Proteobacteria; 
412704 Bacteria_ 
strain JCM1234 16 
Proteobacteria; G 
412704 Bacteria_ 
strain JCM6051 16 
roteobacteria; G 
loacae complex. 


16 
G 


affinosus strain 
affinosus Bacter 


abacinasalis str 
abacinasalis Bac 


mylolytica strai 
mylolytica Bacte 
Succinimonas. 

4 
700631 16S riboso 
Lactobacillales; 
4 
ATCC19120 16S rib 
Bacillales; Liste 
4 
strain DSM 3662 1 
Firmicutes; Clost 
4 
strain DSM 8239 1 
irmicutes; Clost 


oo Bet BAH PO 4 


aludosum strain 
aludosum Bacteri 


F 
4 
Pp 
Pp 
4 
proteoclasticus s 
proteoclasticus B 
4 
strain DSM 9537 1 
Fusobacteria; Fus 
4 
strain ATCC 43992 
Proteobacteria; G 


412704 Bacteria_16S 


homopropionicum s 
homopropionicum B 


412704 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


16S 


16S 


16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 
2950849 2950890 13 54 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2952350 2952391 13 54 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2953848 2953889 13 54 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


3025191 3025260 12 81 gi 

1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3048055 3048124 12 81 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3058738 3058807 12 81 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


3100757 3100826 12 

mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3246137 3246206 12 
osomal RNA, partial sequence 
riaceae; Listeria. 

3274648 3274717 12 


81 gi 


81 gi 


81 gi 
ridia; Clostridiales; Eubacteriaceae; 
3276157 3276226 12 81 gi 
ridia; Clostridiales; Eubacteriaceae; 

3279185 3279254 12 81 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3366157 3366234 13 90 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3391830 3391899 12 81 gi 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 


412704 Bacteria_16S 


3634113 3634182 12 81 gi 


E 


E 


E 


E 


qu 


oc 


se 
ro 


se 
ia 


Eu 


Ac 


qu 
es 


ti 
ri 


io 


nterobac 


219856823 
2949709 29511 


nterobac 


219856822 
2951208 29526 


nterobac 


219856821 
2952708 29541 


nterobac 


219846907 


ence 


quence 


quence 
Aeromo 


v 


219846855 
3099595 3101003 Fackl 


219846757 
3244997 32464 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


bacteriu 


219846737 
6S ribosomal RNA, partial sequence 3275046 32765 


etobacte 


219846735 


ence 
Eubact 


v 


219846673 


al seque 
diales; 


219846651 
6S ribosomal RNA, partial sequence 3390715 33921 


3575389 35768 


nellacea 


219846483 


occaceae 
219846890 


coccacea 
219846883 


obacter. 

Enterobacter amnigenus 
57 Enterobacter amnigenus Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024641.1| Enterobacter gergoviae 
57 Enterobacter gergoviae Bacteria; 
teriaceae; Enterobacter. 
ref|NR_024640.1| Enterobacter asburiae 
29 Enterobacter asburiae Bacteria; 
teriaceae; Enterobacter; Enterobacter 


teriaceae; Enter 
ref|NR_024642.1 


ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref|NR_026475.1 
3057592 305905 
nadales; Succini 


Enterococcus 
9 Enterococcus 


Facklamia 
3 Facklamia 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


ref 
amia 


Facklamia ignava ATCC 
eria; Firmicutes; 


NR_026447.1 
ignava Bact 


ref|NR_026349.1| Listeria grayi strain 
22 Listeria grayi Bacteria; Firmicutes; 


ref|NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 
m. 
ref|NR_026329.1| Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 
rium. 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetob 
ref |NR_026265.1 
nce 336503 
Clostridiaceae; Caloramator. 
ref |NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


Acetobacterium 

2 Acetobacterium 

acterium. 
Caloramator 

4 3366453 Caloramator 


obacteriales; Fusobacteriaceae; Propionigenium. 
3429438 3429515 12 89 gi|219846625|ref|NR_026217.1| Shewanella benthica 
16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
3530643 3530720 13 90 gi|219846556|ref|NR_026148.1| Clostridium 
train DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3576538 3576615 12 89 gi|219846525|ref|NR_026117.1| Legionella feeleii 


54 Legionella feeleii Bacteria; 
e; Legionella. 
ref|NR_026075.1 


Anaerobiospirillum 


succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 


succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Anaerobiospirillum. 
412704 Bacteria_16S 


tamworthensis strain Benl03 16S ribosomal RNA, partial 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Amaricoccus. 
412704 Bacteria_16S 


gelidimarina strain ACAM 456 16S ribosomal RNA, partial 
Gammaproteobacteri 


gelidimarina Bacteria; 
412704 Bacteria_16S 


psychrotropica strain ACAM 179 16S ribosomal RNA, partial 
psychrotropica Bacteria; 


412704 Bacteria_16S 


3655507 3655576 12 


3658571 3658648 12 


Proteobacteria; 
3663188 3663257 12 


3678473 3678542 13 


Proteobacteria; 


81 


89 


81 


82 


219846468 
sequence 


gi 


Rhodobacterales; 


Succinivibrionaceae; 


ref|NR_026060.1| Amaricoccus 
3654403 3655826 Amaricoccus 
Rhodobacteraceae; 


gi|219846466|ref|NR_026058.1| Shewanella 
sequence 3657404 3658910 Shewanella 
a; Alteromonadales; Shewanellaceae; Shewanella. 
gi|219846463|ref|NR_026055.1| Colwellia 
sequence 3662041 3663526 Colwellia 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
gi|219846452|ref|NR_026043.1| Deferribacter 
3677295 3678845 Deferribacter 


thermophilus strain BMA1 16S ribosomal RNA, partial sequence 


thermophilus Bacteria; 
412704 Bacteria_16S 


Deferribacteres; 
3680000 3680069 12 


Deferribacterales; 


81 


gi|219846451 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 


ickettsia; 
12704 Bacteria_16S 


acteria; 
12704 Bacteria_16S 
helveticus strain 
Bacteria; 
412704 Bacteria_16S 
strain NCTC 3438 
Bacteria; 
412704 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pasteure 


3693559 3693636 12 


3808806 3808875 13 


3825771 3825812 13 


3830314 3830391 13 


eschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


89 


a 
R 
4 
hansonii strain AM6 16S ribosomal RNA, partial sequence 
B 
4 


82 


54 


complete sequence 


ATCC 35205 16S ribosomal RNA, partial sequence 


Firmicutes; 
412704 Bacteria_16S 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteri 
spotted fever group. 


Rickettsia; 
412704 Bacteria_16S 
strain ATCC VR-61 
Bacteria; 
spotted fever group. 
412704 Bacteria_16S 


Clostridia; 


Clostridiales; 
3846864 3846933 12 


3848354 3848423 12 


3863501 3863576 14 


81 


1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Ricketts 


89 


strain Q-1 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
412704 Bacteria_16S 
muriaticus strain 
acteria; 
12704 Bacteria_16S 


Firmicutes; 


diacens Bacteria; 
12704 Bacteria_16S 
strain DSS12 16S 
Proteobacteria; 

412704 Bacteria_16S 
seohaensis strain 


Erythrobacter. 
412704 Bacteria_16S 
strain SW-120 16S 
Proteobacteria; 
412704 Bacteria_16S 
aquimaris strain 
Bacteria; 

412704 Bacteria_16S 
Pp 


psittacicida Bacteria; 
Volucribacter. 
412704 Bacteria_16S 
strain MSS-155 16 
Firmicutes; Bacil 
412704 Bacteria_16S 


Bacteroidia; 


Firmicutes; 


lales; 


3897491 3897560 12 


3932546 3932635 12 


B 
4 
adiacens strain GIFU 12706 16S ribosomal RNA, 
a 
4 


3951454 3951531 12 


3997226 3997295 12 


4028905 4028982 12 


4036597 4036666 12 


4124220 4124261 13 
Proteobacteria; 
4133314 4133403 12 


Bacillaceae; 
4188669 4188738 13 


Bacteroidales; 


X-1 16S ribosomal RNA, partial sequence 
Lactobacillales; 
Lactobacillales; 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


81 


89 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


81 


s 
54 


sittacicida strain Gerl. 236/81 16S ribosomal RNA, parti 
Gammaproteobacteri 


101 


S ribosomal RNA, partial sequence 
Halobacillus. 


82 


gi| 219846442 


gi|219846357 


D5248 16S ribosomal RNA, partial sequence 38076 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


gi| 219846346 


a; 


219846330 
38472 
iales; 


gi 


gi| 219846320 
3862330 38638 


3950287 39517 


gi| 219846227 


SW-135 16S ribosomal RNA, partial sequence 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteri 


a; 


gi|219846204 
4027757 40292 


gi|219846199 


SW-110 16S ribosomal RNA, partial sequence 40355 
Proteobacteria; Alphaproteobacteria; 


phingomonadales; 
gi| 219846134 


a; 


gi|219846125 
4132144 41336 


gi| 219846084 


Deferribacteraceae; 


Ricketts 


36924 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


38245 


Rickettsiales; 


Ric 


Shewanellaceae; 


Sphingomonadales; 


Shewanellaceae; 


al sequence 
Pasteurel 


Deferribacter. 
NR_026042.1| Rickettsia 
3678896 3680323 Rickettsia 
iales; Rickettsiaceae; Rickettsieae; 


ref |NR_026033.1 
15 3693865 Methy 


Methylosphaera 
losphaera hansonii 
Methylosphaera. 
ref|NR_025948.1] Campylobacter 

88 3809126 Campylobacter helveticus 

s; Campylobacteraceae; Campylobacter. 
ref|NR_025937.1| Avibacterium volantium 
98 3826078 Avibacterium volantium 


llales; Pasteurellaceae; Avibacterium. 
90 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
3829173 3830684 Heliobacterium chlorum Bacteria; 
Heliobacteriaceae; Heliobacterium. 
81 gi|219846331|ref|NR_025921.1| Rickettsia 
complete sequence 3845748 3847187 Rickettsia 


Rickettsiaceae; Rickettsieae; 


ref|NR_025920.1| Rickettsia montanensis 
38 3848677 Rickettsia montanensis 
kettsiaceae; Rickettsieae; Rickettsia; 


ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 


Rikenellaceae; Rikenella. 

81 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 

3896331 3897842 Tetragenococcus muriaticus 
Enterococcaceae; Tetragenococcus. 
101 gi|219846272|ref|NR_025862.1| Granulicatella 
complete sequence 3931373 3932778 Granulicatella 
Carnobacteriaceae; Granulicatella. 
89 gi|219846258|ref|NR_025848.1| Shewanella violacea 


92 Shewanella violacea Bacteria; 
Shewanella. 
ref|NR_025817.1] Erythrobacter 

3996136 3997579 Erythrobacter 
Erythrobacteraceae; 


ref|NR_025794.1| Shewanella aquimarina 
55 Shewanella aquimarina Bacteria; 
Shewanella. 
ref|NR_025789.1] Erythrobacter 

07 4036950 Erythrobacter aquimaris 
Erythrobacteraceae; Erythrobacter. 
ref|NR_025724.1| Volucribacter 
4123103 4124536 Volucribacter 
Pasteurellaceae; 


lales; 


ref|NR_025715.1| Halobacillus locisalis 
65 Halobacillus locisalis Bacteria; 


ref 


NR_025674.1| Brachyspira pilosicoli 


strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 


Spirochaetes; 


Spirochaetales; Brachyspiraceae; Brachyspira. 


412704 Bacteria_16S 17661 17741 12 92 gi| 265679052 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
412704 Bacteria_16S 26886 26962 13 89 gi| 265679046 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
412704 Bacteria_16S 40354 40453 12 112 gi| 265679037 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

412704 Bacteria_16S 55707 55787 12 92 gi| 265679027 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
412704 Bacteria_16S 99490 99578 12 100 gi| 265678997 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
412704 Bacteria_16S 181710 181778 13 81 gi| 265678942 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 18057 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
412704 Bacteria_16S 198521 198597 13 89 gi| 265678931 


chartatabidum str 
chartatabidum Bac 


beijerinckii stra 
beijerinckii Bact 


modestum strain G 
modestum Bacteria 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 
4 
strain 2678 16S r 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
232301 232369 13 81 gi 
Succ 2 16S ribosomal RNA, partial 
Fusobacteria; Fusobacteriales; Fusob 
262761 262813 12 64 gi 
ain P 1 16S ribosomal RNA, complete se 
teria; Actinobacteria; Rubrobacteridae 
Rubrobacter. 
315909 315977 13 81 
ibosomal RNA, partial sequence 


ra 


, 


gi 
314 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
group. 

412704 Bacteria_16S 413303 413383 12 92 gi| 265678779 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; 
412704 Bacteria_16S 453398 453497 12 112 gi| 265678752 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 
Firmicutes; Bacillales; Macrococcus. 

412704 Bacteria_16S 454997 455096 12 112 gi| 265678751 
strain R 16086 16S ribosomal RNA, complete sequence 453819 45536 
Firmicutes; Bacillales; Macrococcus. 

412704 Bacteria_16S 473219 473299 12 92 gi| 265678736 
strain S-5623 16S ribosomal RNA, partial sequence 472041 47353 
Firmicutes; Lactobacillales; Weissella. 

412704 Bacteria_16S 528331 528399 13 81 gi| 265678700 
aerosaccus strain G 16S ribosomal RNA, partial sequence 52719 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
412704 Bacteria_16S 575548 575616 13 81 gi| 265678669 
strain S-606 16S ribosomal RNA, partial sequence 574450 57581 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
412704 Bacteria_16S 587523 587591 13 81 gi| 265678661 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 58785 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
412704 Bacteria_16S 613294 613362 13 81 gi| 265678643 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 61213 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
412704 Bacteria_16S 626917 626985 13 81 gi| 265678634 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 62729 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 
412704 Bacteria_16S 651417 651497 12 92 gi| 265678617 


rinaehominis str 
rinaehominis Bac 


roteolyticus str 
roteolyticus Bac 
sychrobacter. 


BuO UT RoE 


strain NGA 16S ri 
Synergistetes; Sy 


12704 Bacteria_16S 


12704 Bacteria_16S 


ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
655776 655844 13 81 gi 
ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


677056 677128 11 83 
bosomal RNA, partial sequence 
nergistia; Synergistales; 


gi 


ain 163 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Clostridia; Clostridiales; Cl 
211045 211121 13 89 gi| 265678922 


1 sequence 
iales; 


sequence 
acteriacea 


quence 


, 


tial seque 
rococcacea 


uence 
eria; 


Clo 


265678908 


265678885 


Rubrobac 


265678850 
818 31623 


265678613 


Pseu 


265678598 


ref |NR_029360.1| Lactobacillus perolens 
Lactobacillus perolens Bacteria; 
ref |NR_029354.1| Clostridium roseum 
Clostridium roseum Bacteria; 
m. 
ref |NR_029345.1|] Staphylococcus 
40723 Staphylococcus condimenti 
ref |NR_029335.1| Holdemania filiformis 
Holdemania filiformis Bacteria; 
eae; Holdemania. 
ref|NR_029305.1| Desulfobulbus 
99781 Desulfobulbus elongatus 
Desulfobulbaceae; Desulfobulbus. 
ref|NR_029250.1| Clostridium 
4 182073 Clostridium proteolyticum 
Clostridium. 
ref |NR_029239.1| Clostridium 
197405 198934 Clostridium 
ostridiaceae; Clostridium. 
ref |NR_029230.1| Clostridium 
209908 211410 Clostridium 
stridiaceae; Clostridium. 
ref|NR_029216.1| Propionigenium 
231154 232668 Propionigenium 
e; Propionigenium. 
ref|NR_029191.1] Rubrobacter 
261591 263140 Rubrobacter 
terales; Rubrobacterineae; 
ref|NR_029155.1| Rickettsia canadensis 
1 Rickettsia canadensis Bacteria; 
e; Rickettsieae; Rickettsia; typhus 
ref|NR_029084.1| Lactobacillus 
412124 413673 Lactobacillus 
; Lactobacillus. 
ref|NR_029057.1| Macrococcus lamae 
8 Macrococcus lamae Bacteria; 
ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 
ref|NR_029041.1| Weissella koreensis 
7 Weissella koreensis Bacteria; 
ref|NR_029005.1] Enhydrobacter 
2 528675 Enhydrobacter aerosaccus 
oraxellaceae; Enhydrobacter. 
ref|NR_028974.1| Psychrobacter pulmonis 
2 Psychrobacter pulmonis Bacteria; 
ae; Psychrobacter. 
ref|NR_028966.1| Psychrobacter faecalis 
4 Psychrobacter faecalis Bacteria; 
ae; Psychrobacter. 
ref|NR_028948.1] Psychrobacter 
0 613627 Psychrobacter nivimaris 
oraxellaceae; Psychrobacter. 
ref|NR_028939.1| Ilyobacter tartaricus 
0 Ilyobacter tartaricus Bacteria; 
ref |NR_028922.1] Aerococcus 
nce 650305 651625 Aerococcus 
e; Aerococcus. 
ref|NR_028918.1] Psychrobacter 
654656 656081 Psychrobacter 
domonadales; Moraxellaceae; 
ref|NR_028903.1| Anaerobaculum mobile 


675861 677456 Anaerobaculum mobile Bacteria; 
Synergistaceae; Anaerobaculum. 


ingluviei strain 
Bacteria; 
4 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
412704 Bacteria_16S 826828 826896 14 82 gi| 265678495 |ref|NR_028798.1 
34614 16S ribosomal RNA, partial sequence 825713 827158 Bosea eneae Bacteria; 


Alphaproteobacter 


412704 Bacteria_16S 


Firmicutes; 
12704 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


808600 808680 12 92 gi 
KR3 16S ribosomal RNA, partial sequence 
Lactobacillales; Lactobacillaceae; 
825326 825394 14 82 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 


265678507 
Lactobac 


265678496 
824212 825662 Bosea 


sea. 


ref|NR_028810.1 
80741 
illu 
ref 
ves 


Ss. 
NR_028799.1 


2 808917 Lactob 


trisii Bacte 


Lactobacillus 
acillus ingluviei 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


412704 Bacteria_16S 843585 843653 14 82 gi|265678484|ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

412704 Bacteria_16S 1060779 1060851 13 85 gi| 265678337 |ref|NR_028639.1| Marinithermus 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

412704 Bacteria_16S 1087706 1087805 12 112 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

412704 Bacteria_16S 1163352 1163424 13 85 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 
DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiothermus silvanus DSM 9946 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

412704 Bacteria_16S 1183088 1183156 13 81 gi|228717350|ref|NR_027562.1| Anaerofustis 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 1183434 Anaerofustis 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Anaerofustis. 
412704 Bacteria_16S 1248093 1248169 13 89 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

412704 Bacteria_16S 1266017 1266093 13 89 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 


16S ribosomal RNA, partial sequence 


Clostridia; Clost 


arnosus subsp. 
arnosus subsp. 


4 
c c 
c c 
4 

subsp. carnosus s 
sakei subsp. carn 


412704 Bacteria_16S 


strain E58 16S ri 


HTCC2155 strain H 
HTCC2155 Bacteria 


412704 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


412704 Bacteria_16S 


maritimus strain 


12704 Bacteria_16S 


12704 Bacteria_16S 


ridiales; Clostridiaceae; Clostridium. 
1322017 1322116 12 112 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 
1328171 1328251 12 92 gi 
train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1367555 1367623 13 81 gi 
bosomal RNA, complete sequence 


Pi2-20 16S ribosomal RNA, partial sequ 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Ps 
412704 Bacteria_16S 1446532 1446600 13 81 gi|224581423|ref|NR_027204.1 
strain R7 16S ribosomal RNA, partial sequence 1445391 1446881 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
412704 Bacteria_16S 1470628 1470696 13 81 gi|224581406|ref|NR_027187.1 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 147099 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Psychrobacter. 

412704 Bacteria_16S 1704373 1704441 14 82 gi| 219878405 |ref|NR_025544.1 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 170468 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocys 
412704 Bacteria_16S 1707374 1707450 13 89 gi| 219878403 |ref|NR_025542.1 
strain SH1 16S ribosomal RNA, partial sequence 1706248 17077 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

412704 Bacteria_16S 1722654 1722722 13 81 gi| 219878393 |ref|NR_025532.1 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
412704 Bacteria_16S 1724195 1724263 13 81 gi| 219878392 |ref|NR_025531.1 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
412704 Bacteria_16S 1783302 1783370 13 81 gi| 219878348 |ref|NR_025487.1 


strain CCUG 41628 
Bacteria; Fusobac 


1264886 1266379 Clostridium grantii Bacteria 


228715346 
partial sequence 
es; 
219846129 
rtial sequence 
ales; 
228718799 
1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
412704 Bacteria_16S 


1372172 1372260 13 100 gi| 228718145 |ref|NR_027571.1 
TCC2155 16S ribosomal RNA, partial sequence 1371035 137251 
; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera 

1397687 1397755 14 82 gi|228715764|ref|NR_027539.1 
RS 2060 16S ribosomal RNA, partial sequence 1396599 139803 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Met 

1423372 1423440 13 81 gi| 224581443 |ref|NR_027225.1 


ence 14222 


16S ribosomal RNA, partial sequence 
teria; Fusobacteriales; 


Fusobacteriaceae; 


ref|NR_027518.1 
132084 
lococcus. 
ref|NR_025719.1 
132699 
Lactobacillaceae; La 
ref|NR_027576.1 
26 Chlamydophila 


Staphy 


15 1423690 Psychr 


; Firmicutes; 


Staphylococcus 
2 1322334 Staphylococcus 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 
Chlamydophila pecorum 
pecorum E58 Bacteria; 


Lentisphaera araneosa 

2 Lentisphaera araneosa 
Methylobacterium 

3 Methylobacterium 

hylobacteriaceae; 


Psychrobacter 

obacter maritimus 
ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 

ry 

Psychrobacter 

0 Psychrobacter 
xellaceae; 


Methylocystis 

7 Methylocystis 
taceae; Methylocystis. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 


Psychrobacter luti 
luti Bacteria; 
ba 

Psychrobacter 
fozii Bacteria; 


r. 


fozii 


1782175 1783536 Sneath 
Sneathia. 


Sneathia sanguinegens 
ia sanguinegens 


412704 Bacteria_16S 1826041 1826109 13 81 gi|219878319|ref|NR_025458.1| Psychrobacter 
marincola strain KMM 277 16S ribosomal RNA, partial sequence 1824887 1826314 Psychrobacter 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
412704 Bacteria_16S 1827519 1827587 13 81 gi|219878318|ref|NR_025457.1| Psychrobacter 
submarinus strain KMM 225 16S ribosomal RNA, partial sequence 1826365 1827792 Psychrobacter 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
412704 Bacteria_16S 1832039 1832107 13 81 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 


strain VenChi2 16S ribosomal RNA, partial sequence 1830898 1832407 Ilyobacter insuetus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 


412704 Bacteria_16S 1944595 1944675 12 92 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 1976385 1976453 13 81 gi|219878211|ref|NR_025350.1| Desulfobacula 


phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 


412704 Bacteria_16S 2040519 2040599 12 92 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

412704 Bacteria_16S 2109405 2109461 11 67 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

412704 Bacteria_16S 2176053 2176121 13 81 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 


strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

412704 Bacteria_16S 2191262 2191361 12 112 gi| 219857605 |ref|NR_025193.1| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 
412704 Bacteria_16S 2222861 2222929 14 82 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
4 


12704 Bacteria_16S 2300557 2300625 14 82 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

412704 Bacteria_16S 2332380 2332448 13 81 gi|219857508|ref|NR_025096.1| Helicobacter 


canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
412704 Bacteria_16S 2406651 2406727 14 90 gi| 219857456 |ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 


412704 Bacteria_16S 2465962 2466042 12 92 gi| 219857406 |ref|NR_024994.1| Lactobacillus mucosae 
strain CCUG 43179 16S ribosomal RNA, complete sequence 2464763 2466330 Lactobacillus mucosae 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 2563843 2563911 13 81 gi|219857335|ref|NR_024923.1| Helicobacter 


mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
412704 Bacteria_16S 2632975 2633043 21 89 gi|219857237|ref|NR_024865.1| Flavobacterium xanthum 
strain ACAM 81 16S ribosomal RNA, partial sequence 2631843 2633296 Flavobacterium xanthum Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
412704 Bacteria_16S 2672245 2672313 13 81 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

412704 Bacteria_16S 2673796 2673876 12 92 gi|219857207|ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 2682940 2682996 11 67 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

412704 Bacteria_16S 2715711 2715779 13 81 gi|219857178|ref|NR_024806.1| Psychrobacter 
khotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
khotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
sychrobacter. 
12704 Bacteria_16S 2732543 2732623 12 92 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
sychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
sychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

12704 Bacteria_16S 2899150 2899257 8 116 gi| 219856857 |ref|NR_024676.1| Micropruina 
lycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
icropruina. 
12704 Bacteria_16S 2982692 2982760 13 81 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
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412704 Bacteria_16S 3005622 3005690 14 82 gi|219846920|ref|NR_026512.1| Methylosinus sporium 
strain NCIMB 11126 16S ribosomal RNA, partial sequence 3004529 3005936 Methylosinus sporium Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

412704 Bacteria_16S 3159619 3159687 13 81 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain F1F6 16S ribosomal RNA, partial sequence 3158497 3159929 Sulfurospirillum 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

412704 Bacteria_16S 3218773 3218841 14 82 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
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412704 Bacteria_16S 
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Proteobacteria; Epsilonproteobacteria; Campyl 
412704 Bacteria_16S 
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3895912 3895988 13 89 
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gi 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


412704 Bacteria_16S 


4022867 4022935 13 81 gi 
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Psychrobacter. 
12704 Bacteria_16S 


4 


Proteobacteria; Gammaproteobacte 
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412704 Bacteria_16S 
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Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
412704 Bacteria_16S 264350 264417 14 81 gi| 265678884 |ref|NR_029190.1 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
412704 Bacteria_16S 303671 303726 12 67 gi|265678858|ref|NR_029164.1 
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Clostridium 
9 Clostridium 
e; Clostridium. 
Flavobacterium 
7 Flavobacterium 
les; Flavobacteriaceae; Flavobacterium. 
ref|NR_025535.1| Pedobacter saltans 
94 Pedobacter saltans Bacteria; 
iaceae; Pedobacter. 
ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
us. 
ref Albidovulum 
1 Albidovulum 
obacteraceae; 


NR_025222.1 
152193 215360 
bacterales; Rhod 


ND 


ref|NR_025046.1 

23 2403914 Veillo 

la. 

ref|NR_025043.1| Riemerella columbina 

26 Riemerella columbina Bacteria; 

; Riemerella. 

ref|NR_024995.1 
2463226 246471 

stridiaceae; Clo 

ref |NR_024894.1 

ce 2607312 260877 

nospirillales; Neptunomonas. 

ref|NR_026442.1| Rhodovulum robiginosum 

15 Rhodovulum robiginosum Bacteria; 

aceae; Rhodovulum. 

ref|NR_026441.1| Rhodovulum iodosum 

80 Rhodovulum iodosum Bacteria; 

aceae; Rhodovulum. 

ref|NR_026347.1| Clostridium isatidis 

30 Clostridium isatidis Bacteria; 

m. 

ref|NR_026204.1| Clostridium viride 

86 Clostridium viride Bacteria; 

m. 

ref 


Veillonella criceti 
nella criceti Bacteria; 


Clostridium 
2 Clostridium 
stridium. 

Neptunomonas 
7 Neptunomonas 


NR_026141.1| Bacillus clarkii 


complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Bacillus. 


4 
gingivalis strain 
gingivalis Bacter 
4 
anatipestifer str 
anatipestifer Bac 


strain Pasteur II 
Firmicutes; Clost 
4 
strain 2585 16S r 
irmicutes; Clost 


F 
4 
flavefaciens stra 
Bacteria; Firmicu 
4 
strain 7 16S ribo 
Clostridia; Clost 
4 
strain 62 16S rib 
Proteobacteria; 


sulfidophilum str 


Bacteria; Proteob 


Bacteroidetes; Sp 


Proteobacteria; D 


syrphidicola stra 
syrphidicola Bact 
4 
strain Ifremer A3 
roteobacteria; G 


P 
4 
alaskensis strain 
Bacteria; Proteob 
4 
aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


Bacteria; Proteob 
intestinale strai 
intestinale Bacte 
4 
1721-77 16S ribos 
Gammaproteobacter 


strain Fowl 16S r 
Proteobacteria; G 
4 
strain 50 16S rib 
Proteobacteria; G 


strain PB 1 16S r 
Proteobacteria; G 


398 16S ribosomal 
Gammaproteobacter 


412704 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


412704 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


G 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 40669 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


412704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


3607171 3607238 14 81 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 
3704065 3704140 14 89 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
3711566 3711645 13 92 gi 
I 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3720536 3720615 13 92 gi 
ibosomal RNA, complete sequence 
ridia; Clostridiales; Clostridiaceae; 
3831845 3831900 12 67 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3834733 3834788 12 67 gi 


s 
ob 


la 


cL 


cl 


en 
co 


eltaproteobacteria; Desulfovibrionales; 


219846502 
219846434 
ia 
219846429 
219846422 
3719395 37209 
219846341 


219846339 
somal RNA, partial sequence 3833603 3835009 Rumin 


equence 
acterial 


1 sequen 
vobacter 


37104 
ostridiu 
ostridiu 


ce 38307 
ccaceae; 


Desulfov 


4139455 4139530 15 90 gi 
in EA-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 
41954 41996 12 54 gi 
65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
51061 51115 13 67 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; Desulfov 
96432 96486 13 67 gi 
n Aspo2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


ue 
la 


on 


nc 
ib 


ue 
ia 
122535 122613 12 90 gi 
ce 
acteria; Deltaproteobacteria; Syntrophob 
161998 162068 12 82 gi 
n Catt39 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
168218 168260 12 54 gi 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
169742 169784 12 54 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
171218 171260 12 54 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
172727 172769 12 54 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
174236 174278 12 54 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
175744 175786 12 54 gi 


qu 
al 


Vibri 
gi 


on 


Vibri 
gi 


on 


Vibri 
gi 


on 


ri 


ammaproteobacteria; Vibrionales; Vibri 
177229 177271 12 54 gi. 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
207940 208018 13 91 gi 


on 


e 
le 


219846121 


265679036 


265679030 


265678999 


265678981 
265678955 
265678951 


167046 168502 Vibri 


265678950 
168553 16998 


265678949 
170036 17150 


265678948 
171556 17300 


265678947 
173054 174520 Vibri 


265678946 
6S ribosomal RNA, partial sequence 174571 17599 


265678945 


265678924 


nce 
smatales 


40774 
aceae; V 


e 49907 


rionales; 


nce 
Desulf 


v 


12137 
acterale 


ence 


es; Clos 


aceae; V 


aceae; V 


aceae; V 


oO. 


aceae; V 
17604 


s; Vibri 


ref |NR_026094.1 
3606022 360747 
es; Flavobacteri 
ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref |NR_026020.1 
25 3711931 Clostr 
m. 
ref|NR_026013.1| Clostridium chauvoei 
01 Clostridium chauvoei Bacteria; 

m. 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025929.1 
ococcus albus 7 


Capnocytophaga 

4 Capnocytophaga 

aceae; Capnocytophaga. 
Riemerella 

0 Riemerella 

eriaceae; Riemerella. 
Clostridium septicum 

idium septicum Bacteria; 


Ruminococcus 
coccus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


ridiales; Ruminococcaceae; Ruminococcus. 

3837718 3837796 12 90 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
osomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

3954489 3954560 11 82 gi|219846256|ref|NR_025846.1| Rhodovulum 
ain W4 16S ribosomal RNA, partial sequence 3953399 3954787 Rhodovulum sulfidophilum 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

3985376 3985443 14 81 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 

strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
hingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

4066728 4066783 12 67 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 


84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025711.1 
138305 413982 

; Spiroplasmatac 
ref |NR_029344.1 
42243 Vibrio 
ibrio. 
ref |NR_029338.1 
51436 Desulf 

; Desulfovibrion 
ref |NR_029307.1 
95265 96764 
ovibrionales; D 


longus Bacteria; 

ulfovibrio. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Vibrio pectenicida 
pectenicida Bacteria; 


rs 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Desulfovibrio 
Desulfovibrio 
esulfovibrionaceae; 
ref|NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref|NR_029263.1 
160899 162283 
tridiaceae; Clos 
ref |NR_029259.1 
o mimicus Bacter 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Clostridium 
Clostridium 
tridium. 

Vibrio mimicus strain 
ia; Proteobacteria; 


ref|NR_029258.1| Vibrio metschnikovii 

5 Vibrio metschnikovii Bacteria; 

ibrio. 

ref|NR_029257.1| Vibrio mediterranei 

5 Vibrio mediterranei Bacteria; 

ibrio. 

ref|NR_029256.1| Vibrio gazogenes 

3 Vibrio gazogenes Bacteria; 

ibrio. 

ref|NR_029255.1| Vibrio fischeri strain 


o fischeri Bacteria; Proteobacteria; 


ref|NR_029254.1| Vibrio aestuarianus 
7 Vibrio aestuarianus Bacteria; 
ibrio. 

ref|NR_029253.1| Photobacterium 

8 177513 Photobacterium leiognathi 
onaceae; Photobacterium. 

ref |NR_029232.1| Clostridium 


argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


strain 40 16S rib 
Proteobacteria; 


strain 1H 9 16S 
Proteobacteria; 

4 
strain 40 16S rib 
Proteobacteria; 


sphaeroides strai 
sphaeroides Bacte 


Rhodobacter. 


strain Benl02 16S 


412704 Bacteria_16S 


G 
412704 Bacteria_16S 


G 
12704 Bacteria_16S 


G 
412704 Bacteria_16S 


412704 Bacteria_16S 


250928 250970 12 54 
ribosomal RNA, partial sequence 


gi 


214185 214227 12 54 gi| 265678920 
osomal RNA, partial sequence 213019 21448 
ammaproteobacteria; Oceanospirillales; Marinomon 

215705 215782 12 90 gi| 265678919 
ribosomal RNA, partial sequence 214535 21600 
ammaproteobacteria; Oceanospirillales; Halomonad 

223329 223371 12 54 gi| 265678914 
osomal RNA, partial sequence 222148 22363 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 

233835 233905 12 82 gi| 265678907 
n 2.4.1 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; Rhodob 


265678895 


249819 25124 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


Thermoanaerobacte 


strain Hbl 16S ri 


412704 Bacteria_16S 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermo 
412704 Bacteria_16S 


270297 270367 12 82 gi 


rales; Thermoanaerobacterales Family I 
276418 276486 13 81 gi 
bosomal RNA, partial sequence 


265678880 


II. Incert 
265678876 


275297 27676 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
412704 Bacteria_16S 351016 351086 11 81 gi| 265678824 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
412704 Bacteria_16S 434939 434981 12 54 gi| 265678765 
strain TF-27 16S ribosomal RNA, partial sequence 433793 43528 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
412704 Bacteria_16S 465530 465600 12 82 gi| 265678741 
strain AU476 16S ribosomal RNA, partial sequence 464412 46582 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
412704 Bacteria_16S 477668 477738 11 81 gi| 265678733 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
412704 Bacteria_16S 486964 487006 12 54 gi| 265678727 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

412704 Bacteria_16S 488535 488577 12 54 gi| 265678726 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 48737 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
412704 Bacteria_16S 516013 516055 12 54 gi| 265678708 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial se 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; 
412704 Bacteria_16S 584517 584587 11 81 gi| 265678663 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Paracoccus. 

412704 Bacteria_16S 616376 616418 12 54 gi| 265678641 
strain 289 16S ribosomal RNA, complete sequence 615203 61674 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
412704 Bacteria_16S 645353 645395 12 54 gi| 265678621 


40M4T 16S ribosom 
Gammaproteobacter 


strain IS1B 16S r 
Planctomycetes; P 


aurantiaca strain 
Bacteria; Proteob 


strain NVI 88/441 
Proteobacteria; G 
4 
strain NVI 88/478 
roteobacteria; G 


ammaproteobacter 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
693695 693773 12 90 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
698205 698275 12 82 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
709851 709893 12 54 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 
711409 711451 12 54 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
770110 770152 12 54 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


644174 645732 Vibri 


265678587 


692571 69404 


nctomyceta 
265678584 
nce 69711 
terales; C 
265678576 

70866 
onaceae; A 
265678575 

71023 


Moritellace 


265678533 


768965 770424 Vibri 


P 
4 
VR1 16S ribosomal 
G 
4 


12704 Bacteria_16S 


784064 784134 12 82 gi 


artial seq 


ref |NR_029228.1 
as. 
ref |NR_029227.1 
aceae; 
ref |NR_029222.1 


ibrio. 
ref|NR_029215.1 

232719 23418 
acterales; 


ref|NR_029203.1 


ae Sedis; 
ref|NR_029182.1 
1 Helicobacter 
acteraceae; 
ref|NR_029129.1 


s. 
ref |NR_029070.1 
eae; 
ref|NR_029046.1 
llaceae; Inquil 
ref |NR_029038.1 


Ss. 


ref|NR_029032.1 


ref |NR_029031.1 
Marinomonas. 
ref|NR_029013.1 
quence 51486 
Reinekea. 
ref|NR_028968.1 
583422 58483 
bacterales; 
ref |NR_028946.1 
ibrio. 
ref |NR_028926.1 


o lentus Bacteri 


ref|NR_028892.1 


ceae; 


ref|NR_028889.1 


ref|NR_028881.1 


liivibrio. 
ref|NR_028880.1 


Moritella. 
NR_028837.1 


ae; 
ref 


o ruber Bacteria 


265678523 


satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 


satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


ref|NR_028827.1 


4 
Rhodo 


aceae; Amaricocc 
ref |NR_029186.1 
uence 269183 


Heli 


occus kocurii Bacteria; 


i 


occus yeei Bacteria; 


© ponticus Bacteria; 


1 488866 Marino 


4 


~ 


Rhod 


a; 


8 698533 Brevun 
aulobacteraceae; 


8 710188 Aliivi 


9 711741 Morite 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 
Halomonas. 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Rhodobacter 
Rhodobacter 


bacteraceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 
us. 


Thermoanaerobacterium 
270620 


anaerobacterium. 


Helicobacter bilis 


bilis Bacteria; 
cobacter. 


Paracoccus kocurii 
Proteobacteria; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 
Shewanella. 


Inquilinus limosus 


9 Inquilinus limosus Bacteria; 
nus. 


Paracoccus yeei strain 
Proteobacteria; 


Vibrio ponticus strain 
Proteobacteria; 


Marinomonas 


monas ushuaiensis 


Reinekea 
516365 Reinekea 


Paracoccus 
Paracoccus 


obacteraceae; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Vibrio lentus strain 
Proteobacteria; 


Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
Isosphaera. 


Brevundimonas 


dimonas aurantiaca 
Brevundimonas. 


Aliivibrio wodanis 


brio wodanis Bacteria; 


Moritella viscosa 


lla viscosa Bacteria; 


Vibrio ruber strain 
Proteobacteria; 


Shuttleworthia 


782926 784381 Shuttleworthia 


Shuttleworthia. 


412704 Bacteria_16S 814719 814797 12 90 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
412704 Bacteria_16S 901173 901251 12 90 gi| 265678444 |ref|NR_028746.1| Thioalkalimicrobium 
sibiricum strain AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
412704 Bacteria_16S 935215 935269 13 67 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 
litoralis strain JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 
412704 Bacteria_16S 966112 966154 12 54 gi| 265678401 |ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

412704 Bacteria_16S 967695 967737 12 54 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 


Proteobacteria; G 


strain 1480D 16S 
Firmicutes; Bacil 


strain OK-1 16S r 
Proteobacteria; G 


strain SB2B 16S r 
Proteobacteria; G 


acidiphilus strai 
acidiphilus Bacte 


412704 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


412704 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


412704 Bacteria_16S 


strain W1-2B 16S 


412704 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; G 


412704 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


412704 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; G 
4 
strain MBIC3157 1 


Proteobacteria; G 


412704 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


412704 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


412704 Bacteria_16S 


strain A431 16S r 


Proteobacteria; G 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


ammaproteobacteria; Oceanospirillales; 
412704 Bacteria_16S 


1007510 1007592 12 


ribosomal RNA, partial sequence 
lales; 
412704 Bacteria_16S 


Bacillaceae; 
1010485 1010527 12 


ibosomal RNA, partial sequence 


Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


412704 Bacteria_16S 


DSM 9799 16S ribo 


Proteobacteria; G 


412704 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


Bacillus. 


Halomonadaceae; Halomonas. 
94 gi| 265678373 |ref|NR_028675.1 
1006359 10077 
54 gi|265678371|ref|NR_028673.1 
1009316 10108 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Shewanella algae 


53 Shewanella algae Bacteria; 


ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1012032 1012074 12 54 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1063853 1063931 11 89 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
n TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
ria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

1065404 1065446 12 54 gi|265678334|ref|NR_028636.1| Marinomonas 
in KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
eria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

1066858 1066900 12 54 gi|265678333|ref|NR_028635.1| Rheinheimera pacifica 
6S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera pacifica Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

1069815 1069885 12 82 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 

Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

1111940 1111982 12 54 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
6S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1127056 1127134 12 90 gi|253680772|ref|NR_028020.1| Syntrophobacter 

16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
acteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 

1136090 1136132 12 54 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
bosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1154202 1154244 12 54 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
6S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

1204286 1204368 12 94 gi| 228715356 |ref|NR_027528.1| Collinsella 
13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 

Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 

1205792 1205874 12 94 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
osomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
acteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 

1258531 1258573 12 54 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
ibosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1288638 1288708 12 82 gi|219846052|ref|NR_025642.1| Weissella soli strain 

1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Weissella. 

1343431 1343473 12 54 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
somal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
ammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 

1348077 1348155 12 90 gi|228720860|ref|NR_027598.1| Syntrophobacter 
in MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
eae; Syntrophobacter. 

1355662 1355704 12 54 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 
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strain LMG 21857 
Proteobacteria; 

4 
strain 2674 16S r 
Proteobacteria; G 


G 


strain 2693 16S r 
Proteobacteria; G 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 
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1701300 1701342 12 54 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
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NR_025381.1 


Moritella. 
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219878187 
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Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Catonella morbi ATCC 
51271 Bacteria; 


Shewanella 
2 Shewanella 
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83 Grimontia hollisae Bacteria; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
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baltica Bacteria; 


Streptococcus 
1 Streptococcus 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Shewanella 
2 Shewanella 
hewanellaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


NR_025326.1 


Hyphomonas 


jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


412704 Bacteria_16S 2014998 2015040 12 54 gi| 219878186 |ref|NR_025325.1| Hyphomonas polymorpha 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

412704 Bacteria_16S 2017958 2018000 12 54 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

412704 Bacteria_16S 2019430 2019472 12 54 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

412704 Bacteria_16S 2020902 2020944 12 54 gi| 219878182 |ref|NR_025321.1| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 

412704 Bacteria_16S 2023859 2023929 12 82 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

412704 Bacteria_16S 2025372 2025442 12 81 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

412704 Bacteria_16S 2092655 2092697 12 54 gi|219878128|ref|NR_025267.1| Shewanella baltica 
strain 63 16S ribosomal RNA, partial sequence 2091488 2093018 Shewanella baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

412704 Bacteria_16S 2159269 2159339 11 81 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

412704 Bacteria_16S 2294666 2294708 12 54 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

412704 Bacteria_16S 2336862 2336932 11 81 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

412704 Bacteria_16S 2341373 2341443 11 81 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

412704 Bacteria_16S 2356555 2356609 13 67 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

412704 Bacteria_16S 2415972 2416026 13 67 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

412704 Bacteria_16S 2428119 2428161 12 54 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
strain GB6é 16S ribosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

412704 Bacteria_16S 2443210 2443252 12 54 gi|219857424|ref|NR_025012.1| Shewanella japonica 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

412704 Bacteria_16S 2446289 2446331 12 54 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

412704 Bacteria_16S 2469086 2469164 12 90 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
412704 Bacteria_16S 2533940 2533994 13 67 gi|219857355|ref|NR_024943.1| Peredibacter starrii 


strain A3.12 16S 
Proteobacteria; 

4 
strain SCH-89 16S 
Proteobacteria; A 
4 
strain VP-6 16S r 
Proteobacteria; A 


D 
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strain VP-5 16S r 
Proteobacteria; A 
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ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
2536937 2536979 12 54 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2538295 2538337 12 54 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2539700 2539742 12 54 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 


B 


YP 


YP 


YP 
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219857353 
2535834 25371 


219857352 
2537193 25385 


219857351 
2538597 25399 


acteriov 


homonada 


homonada 


homonada 


2541030 2541072 12 54 gi 
ribosomal RNA, partial sequence 


219857350 Po 
2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


56 Peredibacter starrii Bacteria; 
oracaceae; Peredibacter. 
ref|NR_024941.1| Hyphomonas oceanitis 
42 Hyphomonas oceanitis Bacteria; 


ceae; Hyphomonas. 

ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas. 

ref|NR_024939.1| Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
ceae; Hyphomonas. 
ref |NR_024938.1 
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54 
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90 
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90 
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54 


strain S-1 16S ribosomal RNA, partial sequence 
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Gammaproteobacteria; Vibrionales; Vibrionaceae; 


54 


ATCC 19191 16S ribosomal RNA, partial 
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67 
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Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
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sulfodismutans Bacteria; 


Desulfovibrio. 
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81 
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Proteobacteria; 
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4 Desulfovibrio 
esulfovibrionaceae; 


Vibrio tapetis strain 
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rigidimarina Bac 


= hh wh ew 


strain IC079 16S 
roteobacteria; G 


BWMmMAR WO BD 


debontii strain F 
acteria; Verruco 


B 
4 
vanneervenii stra 
Bacteria; Verruco 
4 


dejongeii strain 
Bacteria; Verruco 


strain A089 16S r 
Proteobacteria; G 


acrylicus strain 


acteria; Proteob 


arahaemolyticus 


B 

4 
parahaemolyticus 
Pp 

Haemophilus. 

4 


pelophila strain 
Bacteria; Proteob 


Paracoccus. 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


3568972 3569014 12 


3585610 3585664 13 


tes; Clostridia; 


3660128 3660170 12 


teria; Proteobacteria; 
3661673 3661715 12 


3682953 3683023 12 


3705503 3705553 13 


3707021 3707071 13 


3708540 3708590 13 


3710058 3710108 13 


3750012 3750054 12 


3766690 3766744 13 


3824240 3824281 13 
Bacteria; Proteobacteria; 


3839264 3839342 12 


3936842 3936912 11 


3938276 3938346 11 


54 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibrionales; 
12704 Bacteria_16S 
M 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Clostridiales; Veillonellaceae; 


67 


54 


54 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
12704 Bacteria_16S 
reticus strain 238 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
12704 Bacteria_16S 
usiformis strain FC4 16S ribosomal RNA, partial sequence 
acteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; 
12704 Bacteria_16S 


82 


63 


63 


C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicrobiales; 
12704 Bacteria_16S 
in FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosth 
microbia; Verrucomicrobiae; Verrucomicrobiales; 


63 


63 


FCl 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicrobiales; 
412704 Bacteria_16S 


54 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
412704 Bacteria_16S 


67 


W218 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
12704 Bacteria_16S 
strain 536 16S ribosomal RNA, 


54 


90 


4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotrichales; 
412704 Bacteria_16S 
thiocyanatus strain THI 011 16S ribosomal RNA, partial 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; 


81 


81 


strain DM-82 16S ribosomal RNA, partial sequence 


strain DSK1 16S r 
Proteobacteria; G 


strain MB-G2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
412704 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


412704 Bacteria_16S 


strain IAM 13153 
acteria; Proteob 


P 
4 
lipolyticum strai 
B 
4 


strain SW-117 16S 
Proteobacteria; G 


Gammaproteobacter 


412704 Bacteria_16S 
strain PAT 05 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacil 


12704 Bacteria_16S 


3953012 3953054 12 


54 


ibosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; Moritellaceae; 
412704 Bacteria_16S 


3955927 3955997 12 


82 


ribosomal RNA, partial sequence 


3966435 3966505 12 


82 


gi| 219846530 


gi|219846519 


gi|219846465 


ain ICP1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


gi|219846464 


3660516 36619 
eromonadaceae; 


gi|219846449 


gi| 219846433 


gi| 219846432 


gi|219846431 


gi| 219846430 


gi|219846401 
3748871 37503 


gi|219846387 


gi| 219846347 


complete sequence 
Gammaproteobacteria; Pasteurellales; P 


gi| 219846336 


219846268 
sequence 


gi 


gi|219846267 
3937190 39385 


gi| 219846257 
3951843 39533 


gi|219846255 
3954838 39562 


gi|219846248 


GIFU 11526 16S ribosomal RNA, partial sequence 


ia; Proteobacteria; Alphaproteobacteria; 


3976695 3976765 12 
16S ribosomal RNA, 


4003193 4003235 12 


n M37 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Vibrionales; 


4030455 4030497 12 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellaceae; 
412704 Bacteria_16S 
HDS1-1 16S ribosomal RNA, partial sequence 


4047160 4047202 12 


4102941 4103019 12 


lales; Bacillaceae; 


82 


complete sequence 
roteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 
12704 Bacteria_16S 


54 


54 


54 


4045996 4047515 Vibrio ezurae Bacteri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


90 


219846241 
39756 


gi 


219846223 
40020 


gi 
gi|219846203 
4029306 40308 


gi|219846189 


gi|219846151 


3567807 3569262 Vibrio 
Vibrionaceae; 


36818 


3708907 3710374 Prosth 


3765567 3766920 Desulf 


3838114 3839581 Thiomi 
Piscirickettsiaceae 


Rhodobacterales; 


Sphingomonadales; 


Vibrionaceae; 


ref |NR_026122.1 
Vibrio. 
ref|NR_026111.1 
Phascolarctobac 
ref |NR_026057.1 

3658961 366046 
ref|NR_026056.1 
Glaciecol 


ref|NR_026040.1 


ref|NR_026024.1 


Verrucomicrobiac 
ref |NR_026023.1 


Verrucomicrobiac 
ref |NR_026022.1 


Verrucomicrobiac 
ref|NR_026021.1 


Verrucomicrobiac 


ref |NR_025992.1 


ref|NR_025978.1 


ref |NR_025938.1 
3823071 382454 


ref |NR_025926.1 


ref|NR_025858.1 
3935756 393713 


ref|NR_025857.1 
Paracoccu 
ref|NR_025847.1 
Moritella. 
ref|NR_025845.1 
Rhodovulu 
ref |NR_025838.1 

3965346 396678 
Sphin 


ref |NR_025831.1 
07 3977021 Mycopl 


ref|/NR_025813.1 
46 4003543 Photob 
Photoba 
ref |NR_025793.1 
Shewanella. 


ref|NR_025779.1 


Shewanellaceae; 


Vibrio cincinnatiensis 
cincinnatiensis 


Phascolarctobacterium 


terium. 
Shewanella 
5 Shewanella 
Shewanella. 
Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Octadecabacter 


64 3683252 Octadecabacter arcticus 


Octadecabacter. 
Prosthecobacter 


3704351 3705819 Prosthecobacter fusiformis 


eae; Prosthecobacter. 
Prosthecobacter 


3705870 3707337 Prosthecobacter debontii 


eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Desulfovibrio 

ovibrio acrylicus 

aceae; Desulfovibrio. 
Haemophilus 

7 Haemophilus 

asteurellaceae; 


Thiomicrospira 

crospira pelophila 

; Thiomicrospira. 
Paracoccus 

9 Paracoccus 


Rhodobacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
412704 Bacteria_16S 


s. 
Moritella japonica 


48 Moritella japonica Bacteria; 


Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Novosphingobium 

8 Novosphingobium 

gomonadaceae; 


Mycoplana bullata 
ana bullata Bacteria; 


Photobacterium 
acterium lipolyticum 
cterium. 

Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


ref|NR_025741.1 


Bacillus patagoniensis 


4101786 4103187 Bacillus patagoniensis Bacteria; 


412704 Bacteria_16S 4104385 4104427 12 54 gi|219846150|ref|NR_025740.1| Vibrio gallicus strain 
HT 2-1 16S ribosomal RNA, partial sequence 4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

412704 Bacteria_16S 4108949 4109015 15 81 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

412704 Bacteria_16S 4130234 4130276 12 54 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

412704 Bacteria_16S 4179529 4179571 12 54 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

412704 Bacteria_16S 4184107 4184181 8 82 gi| 219846088 |ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

412704 Bacteria_16S 4187148 4187190 12 54 gi|219846085|ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

412704 Bacteria_16S 4206743 4206817 15 89 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

412704 Bacteria_16S 4223 4299 12 89 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

412704 Bacteria_16S 37462 37531 13 82 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

412704 Bacteria_16S 38867 38936 13 82 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

412704 Bacteria_16S 90192 90261 12 81 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

412704 Bacteria_16S 101021 101090 12 81 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

412704 Bacteria_16S 105631 105708 12 89 gi|265678993|ref|NR_029301.1| Thermoanaerobacter 


wiegelii strain R 
Bacteria; Firmicu 


412704 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


412704 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


412704 Bacteria_16S 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


412704 Bacteria_16S 


strain MK (Kaplan 


1 RNA, partial sequence 
ridia; Clostridiales; 
212601 212670 13 


ridia; Clostridiales; 
259863 259932 13 


317372 317441 12 


183663 185179 Clost 
Clostridiaceae; 


82 


S ribosomal RNA, partial sequence 


82 


81 


gi 


211461 21296 
Clostridiaceae; 


gi 


gi 


) 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


412704 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 


strain H168 16S r 
Firmicutes; Clost 


412704 Bacteria_16S 
ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobact 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


412704 Bacteria_16S 


strain HTCC2597 1 


320283 320336 13 


323467 323544 12 
ibosomal RNA, 
ridia; Halanaerobiales; 
358277 358346 13 


379372 379441 13 


66 


ibosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
412704 Bacteria_16S 


89 


complete sequence 


gi 


319228 32064 


gi 


322285 32381 


Halanaerobiace 


82 


82 


gi 


gi 


6S ribosomal RNA, partial sequence 378266 37969 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


412704 Bacteria_16S 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 


503972 504041 13 


82 


ridium nexile D 
m. 
ref 


Clostridiu 
265678921 


Clostridiu 
265678889 
tial seque 
acteria; R 


m. 
ref 
nce 
hodo 


2 
bactera 


5878 
les; 


265678849 
31628 
kettsiacea 


ref 
2 317695 R 
e; Ricketts 


icke 
ieae 
265678847 |ref 
0 Acholeplasma 
eplasma 


265678845 |ref 


ae; Haloth thrix. 
265678816 
partial se 
eria; Rhod 


ermo 
ref 

quen 
obac 


ce 35720 
terales; Rh 


265678802 |ref 


hodobacteraceae; Oceanico 


gi 


265678716 |ref 


NR_029229.1 
8 Clostridium baratii Bacteria; 


NR_029197.1 


NR_029154.1 


NR_029152.1 


NR_029150.1 
8 Halothermothrix orenii Bacteria; 


NR_029121.1 


t8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermo 
tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 
184815 184884 13 82 gi|265678940|ref|NR_029248.1 


s 


2 


it 
; 


8 
oO 


NR_029107.1 
0 Oceanicola batsensis Bacteria; 


1 


anaerobacter wiegelii 
Thermoanaerobacter. 
Clostridium nexile DSM 
M 1787 Bacteria; 


’ 


Clostridium baratii 


Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


Rickettsia akari 
tsia akari Bacteria; 


Rickettsia; spotted 


Acholeplasma palmae 


palmae Bacteria; 


Halothermothrix orenii 


Loktanella 
358614 Loktanella 
dobacteraceae; 


Oceanicola batsensis 


a. 


NR_029021.1 
502862 504310 Loktanella 


Loktanella 


vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Loktanella. 
4 


Jannaschia. 


4 

oleivorans strain 
Bacteria; 
4 


Firmicutes; 
4 
strain 111-35 16S 
irmicutes; 


strain S-743 16S 


Thermodesulfobact 
4 
strain 19 16S rib 
Firmicutes; Clost 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


koreensis strain 
Bacteria; Firmicu 


siderophilus stra 
siderophilus Bact 


Thermoanaerobacte 


nubinhibens strai 
Bacteria; Proteob 


strain DSS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
412704 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


peptidolytica str 
peptidolytica Bac 


Pseudoalteromonas. 
412704 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


smaragdinae DSM 1 
11293 Bacteria; S 
4 
DSM 12563 16S rib 
Bacteria; Spiroch 


412704 Bacteria_16S 


ATCC BAA-548 16S 

Bacteria; Lentisp 
4 
brockii subsp. br 


12704 Bacteria_16S 
helgolandensis strain Hel 10 16S ribosomal RNA, partial 
helgolandensis Bacteria; Proteobacteria; Alphaproteobac 


12704 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Oceanosp 
12704 Bacteria_16S 
strain CK55 16S ribosomal RNA, partial sequence 
Clostridia; 
12704 Bacteria_16S 


acteria; Firmicutes; Bacillales; Bacillaceae; Virgibac 
12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


572566 572635 13 82 gi 


578530 578607 12 89 gi 
MIL-1 16S ribosomal RNA, partial sequ 
652810 652879 13 82 gi 

Clostridiales; Clostridiaceae; 
706925 706994 13 82 gi 
ribosomal RNA, partial sequence 


719210 719279 12 81 gi 


complete sequ 


780963 781016 13 66 
ribosomal RNA, partial sequence 


gi 


807003 807072 12 81 gi 


Thermodesulfobacteria; Thermodes 
erium. 

846712 846781 13 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
866335 866404 13 82 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


82 gi 


890408 890492 8 89 gi 
rain 3.24 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 

899620 899693 21 94 gi 
Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
905779 905856 12 89 gi 
in SR4 16S ribosomal RNA, partial sequ 
eria; Firmicutes; Clostridia; Thermoan 
r. 

929003 929072 13 82 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
930486 930555 13 82 gi 
ribosomal RNA, partial sequence 


985916 985969 13 
6S ribosomal RNA, 


66 gi 


1005994 1006070 12 89 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


651676 65311 


705889 70720 
F Clostridia; Clostridiales; Lachnospiraceae; 
412704 Bacteria_16S 

marismortui strain 123 16S ribosomal RNA, 
B 

4 


779845 78130 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 
412704 Bacteria_16S 
thermophilum strain 7 16S ribosomal RNA, partial sequen 
thermophilum Bacteria; 


845553 84708 


929371 93083 
hodobacteracea 
ref 
complete sequence 984769 986285 Acholeplasma vituli Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
ref 3g 
al sequence 1004861 10063 


eria; Alteromo 


265678671 
sequence 
teria; 


265678667 
ence 57740 
irillales; 
265678615 


Clostridium. 
265678578 


Dorea. 
265678569 
ence 71801 
illus. 
265678525 


265678508 
ce 80584 


265678482 


Clostridium. 
265678468 

sequence 

cteria; 


265678451 
equence 
ae; 


265678445 
nce 89842 
nibacillus. 
265678441 
ence 90455 


265678426 
nce 92790 
terales; 
265678425 


265678387 


265678374 


ockii strain HTD4 


16S ribosomal RNA, partial sequence 


ref 
571472 57283 
Rhodoba 


ref 
5 578770 Thalas 
Tha 
ref 
2 Clostridium uliginosum Bacteria; 


ref 
4 Dorea longicatena Bacteria; 


ref 
9 719581 Virgib 


ref 
7 Acholeplasma 


ref 
2 807361 Thermo 
ulfobacteriale 


ref 
1 Clostridium scindens Bacteria; 


ref 
865186 86667 
Campyl 


ref 
889276 89072 
Actinomyce 


ref 
7 899962 Paenib 


ref 
8 906118 Thermo 
aerobacterales 


ref 
3 929320 Roseov 
Rhodo 
ref 
3 Ruegeria pomeroyi Bacteria; 


NR_028976.1 
7 
Rh 


cterales; 
NR_028972.1 
lassolituus. 
NR_028920.1 
NR_028883.1 


NR_028873.1 


NR_028829.1 


eplasma. 
NR_028811.1 
s; Thermodes 


NR_028785.1 


NR_028771.1 
4 
obacterales; 


NR_028753.1 


7 


tales; Strep 


NR_028747.1 


NR_028743.1 


; Thermoanae 


NR_028728.1 


bacteraceae; 
NR_028727.1 


e; Ruegeria. 
NR_028689.1 


eplasma. 
NR_028676.1 
0 


nadales; Pse 


Jannaschia 
Jannaschia 
odobacteraceae; 


Thalassolituus 
solituus oleivorans 


Clostridium uliginosum 
Dorea longicatena 
Virgibacillus 


acillus marismortui 


Acholeplasma axanthum 


axanthum Bacteria; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Clostridium scindens 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Actinomadura 
Actinomadura 
tosporangineae; 


Paenibacillus 
acillus koreensis 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


Roseovarius 
arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


Acholeplasma vituli 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


131309 


1047212 1047281 12 81 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
ain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
teria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

1169407 1169483 12 89 gi|228719827|ref|NR_027585.1| Spirochaeta 
1293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
pirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

1178540 1178609 13 82 gi|228718030|ref|NR_027570.1| Brachyspira murdochii 
osomal RNA, partial sequence 1177428 1178868 Brachyspira murdochii DSM 12563 
aetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

1181591 1181668 13 90 gi|228717635|ref|NR_027565.1| Victivallis vadensis 
ribosomal RNA, partial sequence 1180467 1181922 Victivallis vadensis ATCC BAA-548 
haerae; Victivallales; Victivallaceae; Victivallis. 

1314242 1314319 12 89 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 


4 1314606 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


rales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 


str. 


412704 Bacteria_16S 1317363 1317443 8 89 gi|228715851 
Twist 16S ribosomal RNA, partial sequence 1316224 13177 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Bacteria; 


acteria; 


B 
4 
b 
b 
B 
4 


Firmicutes; 


412704 Bacteria_16S 
antarcticus strai 
Proteob 
412704 Bacteria_16S 
HEL-45 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
412704 Bacteria_16S 
strain L1-82 16S 
Firmicutes; 
12704 Bacteria_16S 
acteriovorus strain HD 100 16S ribosomal RNA, partial 
acteriovorus HD100 Bacteria; 
dellovibrio. 
12704 Bacteria_16S 
strain TN-272 16S 
Clostridia; 
412704 Bacteria_16S 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 14314 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
412704 Bacteria_16S 


1363068 1363137 13 82 gi 


1379780 1379849 13 82 gi 


1384253 1384322 13 82 
ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
1390278 1390347 12 81 


gi 


gi 
Proteobacteria; 
1409671 1409740 13 82 

ribosomal RNA, partial sequence 


Clostridiales; Clostridiaceae; 
1431120 1431161 13 54 gi 


gi 


1444991 1445060 13 82 gi 


stenotrophicus strain 5SM22 16S ribosomal RNA, partial 


stenotrophicus Bacteria; Proteobacteria; Alphaproteobac 
Thalassobacter. 

412704 Bacteria_16S 
brockii subsp. 


Firmicutes; 


Firmicutes; 


Loktanella. 


412704 Bacteria_16S 


1506739 1506816 12 89 


gi 


lactiethylicus strain SEBR 5268 16S ribosomal RNA, 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
412704 Bacteria_16S 

strain PC18 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; 
412704 Bacteria_16S 
strain PC80 16S ribosomal RNA, partial sequence 


lactiethylicus 
Thermoanaerobacteraceae; 


1518776 1518845 13 82 gi 


1520289 1520358 13 82 gi 


Clostridia; Clostridiales; Lachnospiraceae; 
412704 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 


1612882 1612951 13 82 gi 


1661583 1661687 12 116 


gi 


macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial 


macmurdoensis Bacteria; 
412704 Bacteria_16S 

strain R-8904 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
412704 Bacteria_16S 
strain CCUG 43457 
Bacteroidetes; 
412704 Bacteria_16S 
LMG 19999 16S ribosomal RNA, partial sequence 
Proteobacteria; 
412704 Bacteria_16S 
strain 95Al1 16S ribosomal RNA, 
Proteobacteria; 
412704 Bacteria_16S 
strain BM5 16S ribosomal RNA, partial sequence 
Proteobacteria; 
412704 Bacteria_16S 
strain HSL-3 16S 


Firmicutes; 


Bacillales; 
412704 Bacteria_16S 


Firmicutes; Bacillales; 
1711932 1712001 13 82 
ribosomal RNA, partial sequence 


gi 


1786262 1786315 14 67 gi 
16S ribosomal RNA, partial sequence 
Bacteroidia; Bacteroidales; 


1793769 1793810 12 53 


gi 
Gammaproteobacteria; Vibrionales; Vibri 
1962823 1962864 13 54 gi 
complete sequence 
Gammaproteobacteria; Pasteurellales; Pa 
1967395 1967472 12 89 gi 


Gammaproteobacteria; Chromatiales; Chro 
2120103 2120172 12 81 gi 
ribosomal RNA, partial sequence 

Bacillaceae; Halobacillus. 


2262676 2262745 12 81 gi 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial s 


hydrogeniphilum Bacteria; 


Thermodesulfobacteria; Thermo 


Thermodesulfobacterium. 


412704 Bacteria_16S 
buryatense strain 


Bacteria; 


2278053 2278130 12 89 gi 
5B 16S ribosomal RNA, partial sequenc 


Proteobacteria; Gammaproteobacteria; Methyloc 
412704 Bacteria_16S 


2290138 2290207 13 82 gi 


n 307 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobacterales; R 


1378686 1380064 


1383100 
Lachnospiraceae; 


Deltaproteobacteria 


1408524 14099 
Clostridium. 


Thermo 


in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


Planoco 


1710844 17122 


Porphyromona 


1792623 17941 
onaceae; Vibrio. 


1961654 19631 
steurellaceae; 


1966261 19677 


2118933 21204 


228719132 
13619 


228717469 
Ocean 


228716944 
13845 


228716586 
sequence 


224581401 


224581435 


224581424 
sequence 
teria; Rho 


ref|NR_027540.1 
ococcineae; 
ref|NR_027580.1 


hodobacteraceae; 
ref|NR_027563.1 
ibulbus indolife 
aceae; Oceanibul 
ref|NR_027557.1 


Roseburia. 
ref|NR_027553.1 

1389197 139049 
; Bdellovibriona 


ref |NR_024719.1 


ref|NR_027217.1 
eae; Phocoenobac 
ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


219846365 


ria; 


219878434 
sequence 
ccaceae; P 
219878400 


219878345 
17851 
daceae; Dy 
219878340 


219878220 


219878217 


matiaceae; 


219857655 


219857558 
equence 


219857548 
e 22768 


219857539 


Rhodobacterales; 


desulfobacteriales; 


occales; Methylococcaceae; 


ref|NR_025956.1 
partial sequenc 


Rhod 


ref|NR_025573.1 

1660434 166191 
ref |NR_025539.1 
aceae; Loktanell 
ref|NR_025484.1 
30 1786580 Dysgon 


sgonomonas. 
ref|NR_025479.1 


ref|NR_025359.1 


Pasteurella 


ref|NR_025356.1 


Thiocapsa. 


ref|NR_025244.1 


ref|NR_025146.1 
2261503 226299 
Thermo 


ref |NR_025136.1 
93 2278392 Methyl 


ref 


aenisporosarcina. 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 
Tropheryma. 


Octadecabacter 


76 1363364 Octadecabacter antarcticus 307 


Octadecabacter. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 

bus. 

Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Thalassobacter 

0 Thalassobacter 

odobacteraceae; 


Thermoanerobacter 
e 1505601 1507107 


Bacteria; Firmicutes; Clostridia; 

anaerobacter. 

219857618|ref|NR_025207.1| Hespellia stercorisuis 
1517647 1519115 Hespellia stercorisuis Bacteria; 

Hespellia. 

219857617|ref|NR_025206.1| Hespellia porcina 
1519166 1520614 Hespellia porcina Bacteria; 

Hespellia. 

219878468 |ref|NR_025607.1] Loktanella 

1 sequence 1611794 1613208 Loktanella 


obacteraceae; 


Sporosarcina 
6 Paenisporosarcina 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Dysgonomonas mossii 
omonas mossii Bacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Halobacillus salinus 


54 Halobacillus salinus Bacteria; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 
desulfobacteriaceae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Lachnobacterium bovis 


NR_025127.1 


strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 


apomandens strai 
apomandens Bacte 


PHD 


strain Z-2189 16S 
Firmicutes; Clost 


strain DSM 12272 
Firmicutes; Clost 


strain SR12 16S r 
Firmicutes; Clost 


juripiscarius str 
juripiscarius Bac 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 
4 
alophilum strain 
alophilum Bacter 


h 
h 
4 
nitritogenes stra 
nitritogenes Bact 
4 
strain JCM 6484 1 
Firmicutes; Clost 


412704 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


412704 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


412704 Bacteria_16S 


strain 441-1 16S 
Proteobacteria; 

4 
strain 1145589 16 
Bacteroidetes; Ba 


G 


412704 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 
4 
strain DS1 16S ri 
irmicutes; Clost 


F 
4 
sartagoforme stra 
sartagoforme Bact 
4 
mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


412704 Bacteria_16S 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


412704 Bacteria_16S 


salinarius strain 
salinarius Bacter 


412704 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 
4 
heliothermus stra 
heliothermus Bact 
Antarctobacter. 


412704 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2530871 2530940 13 82 gi 


cl 


ridia; Clostridiales; Clostridiaceae; Cl 


2559248 2559317 12 81 gi 


2466381 24678 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 


219857338 


ostridium. 


ref|NR_024945.1 
ostridium. 


ref|NR_024926.1 


ibosomal RNA, partial sequence 


2558106 25596 


2429549 2429626 12 89 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
n DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
ria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
2467539 2467608 13 82 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


ridia; Clostridiales; 


Eubacteriaceae; 


Eu 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


2679869 2679938 12 81 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2708384 2708453 13 82 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 


se 
ce 


s 
er 


2877969 2878038 12 81 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2887067 2887136 13 82 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2888592 2888661 13 82 gi 


qu 
e; 


s 
ia 


ridia; Clostridiales; Eubacteriaceae; Eu 


2890116 2890185 13 82 gi 
ridia; Clostridiales; Eubacteriaceae; Eu 
2922230 2922299 13 82 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2993358 2993434 12 89 gi 
ribosomal RNA, partial sequence 


ue 
al 


cteroidia; Bacteroidales; Porphyromonada 
3029717 3029786 13 82 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3035821 3035890 13 82 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3037344 3037413 13 82 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3063271 3063340 13 82 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


eq 
id 


cl 


s 
ia 


s 
er 


3084327 3084404 12 89 gi 
ain L-64 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
Xs 


qu 
na 


3130817 3130886 12 81 gi 
SG3903 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
3144252 3144321 13 82 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodobac 
3162580 3162649 13 82 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


ue 
ia 


te 


eq 
ri. 
3229325 3229402 12 


89 gi 


ridia; Clostridiales; Clostridiales Fami 


412704 Bacteria_16S 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 


fimetarium Bacter 


219857203 


219857183 


219856873 
219856865 
219856864 


6S ribosomal RNA, partial sequence 2887459 28889 


219856863 
6S ribosomal RNA, partial sequence 2888980 28904 


219856842 


219846928 
2992209 29936 


ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
3016213 3016266 14 67 gi|219846913|ref|NR_026505.1 
S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas 


219846904 
219846899 
3034695 30361 


219846898 


219846880 


219846866 


219846835 


219846826 


219846814 


219846768 
16S ribosomal RNA, partial sequence 3228194 32296 


bacterium. 
ref |NR_024831.1 
2678696 268021 
ibacillus. 
ref|NR_024811.1 

2707242 270866 


ylobacterales; H 


quence 
ae; Lent 


equence 
ia; Camp 


ref|NR_024692.1 

2876799 287831 
robium. 
ref |NR_024684.1 
2885932 288740 
acteriaceae; Eub 
ref |NR_024683.1 


ence 
Salimic 


equence 
les; Eub 


bacterium. 


ref|NR_024682.1 
bacterium. 
ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 


ref |NR_026520.1 


nce 


es; Euba 


ceae; Dysgonomonas. 
ref |NR_026496.1 

3028583 303003 
lostridiaceae; A 


ref|NR_026491.1 


uence 


iales; C 


ostridium. 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 


ref|NR_026472.1 


equence 
les; Clo 


equence 
ia; Rhod terales; Rho 
NR_026458.1 
6 


a 


ence 


erobacte s; Thermoan 


ref |NR_026427.1 
129667 313104 
obacteroidaceae; 
ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026406.1 
161511 316291 


bacterales; Rhod 


nce 


les; Hal 


31431 
rales; R 


Ww 


uence 
a; Rhodo 


ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; A 


ly XI. I 


3277676 3277745 12 81 gi 


ia; Firmicutes; Clostridia; Clostridiale 


219846736 


Lentibacillus 
9 Lentibacillus 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Salimicrobium 
5 Salimicrobium 


Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Eubacterium 
6 Eubacterium 
cterium. 
Legionella brunensis 


81 Legionella brunensis Bacteria; 


Dysgonomonas gadei 


gadei Bacteria; 


Anaerobacter 

8 Anaerobacter 
naerobacter. 
Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 

6 Clostridium 
stridium. 
Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Anaerococcus octavius 


octavius Bacteria; 


naerococcus. 


ref|NR_026328.1 
3276555 327802 


Ss; Eubacteriaceae; Aceto 


Acetobacterium 
3 Acetobacterium 
bacterium. 


412704 Bacteria_16S 
strain DSM 4132 1 
irmicutes; 
12704 Bacteria_16S 


arbinolicum Bacteria; 
12704 Bacteria_16S 

wieringae strain 
wieringae Bacteria; 
412704 Bacteria_16S 
strain DSM 1030 1 
Firmicutes; 
412704 Bacteria_16S 
strain DSM 10365 


Clostridia; 


Firmicutes; 


Clostridia; 


3280704 3280773 12 


Clostridiales; 
3282223 3282292 12 


Firmicutes; 
3283747 3283816 12 


3285272 3285341 12 


Clostridiales; 
3286786 3286863 13 


Clostridia; 


Clostridia; 


81 


81 


F 
4 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial 
c 
4 


81 


81 


90 


gi| 219846734 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


219846733 
sequence 

Clostridiales; 
219846732 


gi 


gi 


DSM 1911 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi|219846731 


6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


gi|219846730 


16S ribosomal RNA, partial sequence 3285670 32871 


Eubacteriaceae; 


ref|NR_026326.1 


ref |NR_026325.1 
3281102 328257 


ref|NR_026324.1 
3282621 328409 
Acetob 


ref |NR_026323.1 


ref|NR_026322.1 


Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 
Acetobacterium. 


Acetobacterium 
0 Acetobacterium 


Eubacteriaceae; Acetobacterium. 


Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 
Acetobacterium. 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

412704 Bacteria_16S 3363113 3363182 12 81 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

412704 Bacteria_16S 3390328 3390397 13 82 gi|219846652|ref|NR_026244.1| Meiothermus 
chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 3389244 3390664 Meiothermus 
chliarophilus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

412704 Bacteria_16S 3408561 3408638 12 89 gi|219846640|ref|NR_026232.1| Syntrophobacter 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 


pfennigii Bacteri 
Syntrophobacter. 

412704 Bacteria_16S 
strain ATCC 51270 
Bacteria; 
412704 Bacteria_16S 


matruchotii strain CIP 81.82 16S ribosomal RNA, partial 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; 


3410075 3410128 14 


Bacteroidia; 
3430921 3430994 8 


Corynebacteriaceae; Corynebacterium. 


412704 Bacteria_16S 
strain DSM 1785 1 
Firmicutes; 
412704 Bacteria_16S 
strain DSM 6736 1 
Firmicutes; 
412704 Bacteria_16S 


DSM 316 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
412704 Bacteria_16S 
strain DSM 286 16 
Firmicutes; 
12704 Bacteria_16S 
alophilum strain 
alophilum Bacteria; 
12704 Bacteria_16S 
strain E-37 16S r 


4 
h 
h 
4 


412704 Bacteria_16S 


3501784 3501853 13 


Clostridiales; 
3529148 3529217 13 


Clostridiales; 
3532175 3532244 13 
3533621 3533690 13 

Clostridiales; 
3653986 3654055 12 


3717486 3717555 13 


3781720 3781789 12 


Clostridiaceae; 


Clostridia; 


a; Proteobacteria; Deltaproteobacteria; 


16S ribosomal RNA, partial sequence 
Bacteroidetes; 


S ribosomal RNA, partial sequence 
Clostridia; 


SEBR 3139 16S ribosomal RNA, partial 
Firmicutes; 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


81 


strain RB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; 


fever group. 
412704 Bacteria_16S 
strain PS-1 16S r 
Proteobacteria; 
412704 Bacteria_16S 
brockii subsp. 


412704 Bacteria_16S 


3798277 3798353 12 


3883496 3883573 12 


3935358 3935427 12 


89 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; 


89 


finnii Bacteria; 
Thermoanaerobacteraceae; 


81 


strain Karp 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


412704 Bacteria_16S 


3978181 3978250 12 


81 


6S ribosomal RNA, partial sequence 3500724 35020 
Clostridia; 


6S ribosomal RNA, partial sequence 3528019 35294 
Clostridia; 


Syntrophobacterales; Syn 
67 gi|219846638|ref|NR_026230.1 
34089 
Bacteroidales; Porphyromonadaceae; Porphyro 
81 gi|219846624|ref|NR_026216.1 
sequence 3429781 343112 
Actinomycetales; Coryneba 
82 gi| 219846575 |ref|NR_026167.1 
Clostridiaceae; Clostridium. 
82 gi| 219846557 |ref|NR_026149.1 
Clostridiaceae; Clostridium. 
82 gi| 219846555 |ref|NR_026147.1 
3531057 3532455 Sarcina maxima Bacter 
Sarcina. 
82 gi|219846554|ref|NR_026146.1 
3532506 35339 
Clostridiaceae; Sarcina. 
81 gi|219846469|ref|NR_026061.1 
sequence 3652827 365435 
Clostridiales; Peptococcaceae; Desul 
82 gi|219846425|ref|NR_026016.1 
3716418 37177 
Sagittula 


gi|219846376 
3780594 37820 


gi|219846364 
3797117 37986 
Pisciricketts 
gi|219846307 


finnii strain AKo-1 16S ribosomal RNA, partial sequenc 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 


gi|219846270 
3934247 39357 


gi|219846240 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 


centenum Bacteria; 
Rhodospirillum. 
412704 Bacteria_16S 


4004744 4004813 12 


Proteobacteria; Alphaproteobacteria; 


81 


219846222 


gi 


chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 


Firmicutes; 
Thermoanaerobacter. 


Rhodospirilla 


ref|NR_025967.1 


Rickettsieae; 


ref|NR_025955.1 
iaceae; Cyclocla 
ref|NR_025897.1 
e 388233 


ref|NR_025860.1 
Rickettsieae; 
ref|NR_025830.1 

3977072 397838 
les; Rhodosp 


ref|NR_025812.1 


Clostridia; 


trophobacteraceae; 


Porphyromonas catoniae 


32 3410401 Porphyromonas catoniae 


monas. 
Corynebacterium 

4 Corynebacterium 

cterineae; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Desulfotomaculum 

2 Desulfotomaculum 

fotomaculum. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 
Rickettsiaceae; 


Rickettsia; spotted 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Thermoanaerobacter 
8 3883860 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 
kettsiaceae; 


Orientia. 
Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Pontibacillus 


4003594 400502 


0 Pontibacillus 


412704 Bacteria_16S 4107465 4107518 13 66 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

412704 Bacteria_16S 4167260 4167329 13 82 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

412704 Bacteria_16S 4168742 4168811 13 82 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

412704 Bacteria_16S 4209761 4209830 12 81 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

412704 Bacteria_16S 4225030 4225134 12 116 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

412704 Bacteria_16S 4232561 4232630 13 82 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

412704 Bacteria_16S 20773 20813 12 52 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

412704 Bacteria_16S 64749 64789 12 52 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

412704 Bacteria_16S 88678 88742 17 81 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
412704 Bacteria_16S 149648 149716 13 81 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

412704 Bacteria_16S 157448 157488 12 52 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

412704 Bacteria_16S 186384 186452 13 81 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

412704 Bacteria_16S 187933 188001 13 81 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

412704 Bacteria_16S 206403 206443 12 52 gi| 265678926 |ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
412704 Bacteria_16S 235352 235392 12 52 gi| 265678905 |ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

412704 Bacteria_16S 236988 237028 12 52 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

412704 Bacteria_16S 238570 238610 12 52 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

412704 Bacteria_16S 240117 240157 12 52 gi| 265678902 |ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

412704 Bacteria_16S 241703 241743 12 52 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

412704 Bacteria_16S 249430 249470 12 52 gi| 265678896 |ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 

412704 Bacteria_16S 256835 256875 12 52 gi|265678891|ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

412704 Bacteria_16S 267335 267375 12 52 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 


strain OXB 16S ri 


bosomal RNA, partial sequence 


266185 267672 Oxalobacter formigenes Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 
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Proteobacteria; B 
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roteobacteria; B 
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strain VPB 4027 1 
Fusobacteria; Fus 


strain NA 1 16S r 
Proteobacteria; 
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obacteriales; 
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289982 290022 12 
16S ribosomal RNA, 


etaproteobacteria; Burkholderiales; Al 
412704 Bacteria_16S 


308353 308393 12 
S ribosomal RNA, 


etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
312902 313001 12 112 gi| 265678852 |ref|NR_029158.1 
train S 1 16S ribosomal RNA, partial sequence 311738 313264 
acteria; Firmicutes; Bacillales; Staphylococcus. 
365811 365879 13 81 gi|265678811|ref|NR_029116.1 
osomal RNA, partial sequence 364736 36609 
Rhodobacterales; Rhodobacteraceae; Salipiger 
391640 391680 12 52 gi|265678794|ref|NR_029099.1 
n cf 16S ribosomal RNA, partial sequence 390482 392023 Chitin 


acteria; Betaproteobacteria; Burkholde 
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ribosomal RNA, partial 


acteria; Alphaproteobacteria; Rhizobia 
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Firmicutes; 
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eria; 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
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acteria; Betaproteobacteria; Burkholde 
412704 Bacteria_16S 
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bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
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teria; Proteobacteria; 
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ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


complete sequence 307188 30872 


52 gi| 265678867 |ref|NR_029173.1 

complete sequence 288824 290348 Bordet 
caligenaceae; Bordetella. 

52 gi| 265678855 |ref|NR_029161.1 


Bordetella holmesii 
ella holmesii Bacteria; 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Staphylococcus 
Staphylococcus 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Chitinimonas 
imonas taiwanensis 


riales; Burkholderiaceae; Chitinimonas. 
82 gi| 265678777 |ref|NR_029082.1| Methylobacterium 
sequence 415329 416805 Methylobacterium populi BJ001 
les; Methylobacteriaceae; Methylobacterium. 
52 gi|265678776|ref|NR_029081.1| Tepidibacter 
equence 416856 418235 Tepidibacter 
Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
52 gi|265678739|ref|NR_029044.1| Burkholderia terricola 
467397 468893 Burkholderia terricola Bacteria; 
rkholderiaceae; Burkholderia. 
52 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
sequence 481171 482647 Quatrionicoccus 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
52 gi| 265678719 |ref|NR_029024.1| Hydrogenophaga 
ence 498178 499679 Hydrogenophaga defluvii 
riales; Comamonadaceae; Hydrogenophaga. 
52 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
6S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
mamonadaceae; Hydrogenophaga. 
52 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
533233 534757 Ottowia thiooxydans Bacteria; 
mamonadaceae; Ottowia. 
52 gi| 265678668 |ref|NR_028973.1| Acidovorax 
al sequence 575863 577354 Acidovorax 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
52 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
587905 589310 Burkholderia tropica Bacteria; 
rkholderiaceae; Burkholderia. 
81 gi| 265678628 |ref|NR_028933.1| Fusobacterium equinum 
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Fusobacterium. 
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ria; Proteobacteria; Betaproteobacteri 
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eptospiril 
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sequence 

a; Burkhol 


265678463 


ref|NR_028900.1| Neisseria animalis 
1 Neisseria animalis Bacteria; 
Neisseria. 
ref|NR_028899.1| Neisseria lactamica 
2 683236 Neisseria lactamica Bacteria; 
Neisseria. 
ref|NR_028859.1| Herbaspirillum 
8 739471 Herbaspirillum lusitanum 
alobacteraceae; Herbaspirillum. 
ref|NR_028845.1| Cupriavidus 

756798 758254 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028844.1| Alysiella filiformis 
5 Alysiella filiformis Bacteria; 
Alysiella. 
ref|NR_028843.1| Neisseria dentiae 
6 Neisseria dentiae Bacteria; 
Neisseria. 
ref|NR_028818.1| Leptospirillum 
0 796555 Leptospirillum ferriphilum 
lum. 
ref|NR_028800.1| Cupriavidus 

822620 824161 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028766.1| Cupriavidus necator 


872811 874166 Cupriavidus necator Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


strain LMG 18819 
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strain LMG 18106 
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16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 


896455 896495 12 
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Slackia. 
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etaproteobacteria; Burkholderiales; Bu 
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16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
412704 Bacteria_16S 


gi| 265678447 


gi|265678431 


gi| 265678417 


rkholderiaceae; 


rkholderiaceae; 


al sequence 920164 921628 
Coriobacteridae; 


Pandoraea. 


ref|NR_028749.1| Pandoraea apista 


16S ribosomal RNA, partial sequence 895318 896802 Pandoraea apista Bacteria; 
etaproteobacteria; Burkholderiales; Bu 
412704 Bacteria_16S 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; 
, 


Pandoraea. 
NR_028733.1| Slackia 


Slackia 


ref 


Coriobacteriales; Coriobacterineae; 


ref|NR_028719.1| Comamonas terrigena 


941714 943232 Comamonas terrigena Bacteria; 


Comamonas. 


944438 944478 12 52 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
somal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
946001 946041 12 52 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 


12704 Bacteria_16S 


seudoflava strain GA3 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


944846 946358 Hydrogenophaga pseudoflava 
Comamonadaceae; Hydrogenophaga. 


12704 Bacteria_16S 


4 
Pp 
Bacteria; 
4 
t 
© 


aeniospiralis Bacteria; 
Hydrogenophaga. 
412704 Bacteria_16S 949127 949167 12 52 
strain PHL 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
412704 Bacteria_16S 950692 950732 12 52 
strain 133 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
412704 Bacteria_16S 952251 952291 12 52 
strain 146 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
412704 Bacteria_16S 953802 953842 12 52 


947565 947605 12 52 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
aeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


gi|265678413|ref|NR_028715.1| Acidovorax temperans 
947973 949484 Acidovorax temperans Bacteria; 
Comamonadaceae; Acidovorax. 

gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 


949535 951049 Acidovorax delafieldii Bacteria; 


Comamonadaceae; 


gi|265678411 


Acidovorax. 


ref|NR_028713.1| Curvibacter delicatus 


951100 952594 Curvibacter delicatus Bacteria; 


Comamonadaceae; 


gi| 265678410 


psychrophila strain CA 1 16S ribosomal RNA, partial sequence 


psychrophila Bacteria; 
Simplicispira. 
412704 Bacteria_16S 


Proteobacteria; 


955362 955402 12 52 


strain LMG 4393 16S ribosomal RNA, partial sequence 954207 95569 


Proteobacteria; Betaproteobacteria; Burkholderiales; 
412704 Bacteria_16S 1003002 1003042 12 52 
strain S5b2 16S ribosomal RNA, partial sequence 


412704 Bacteria_16S 1036402 1036442 12 52 
strain 7-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
412704 Bacteria_16S 1037942 1037982 12 52 
strain 7-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
412704 Bacteria_16S 1128564 1128632 13 81 
pametensis strain 
pametensis Bacteria; 
Helicobacter. 
412704 Bacteria_16S 1146747 1146787 12 52 
strain Ter6 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
412704 Bacteria_16S 1166440 1166508 13 81 

DSM 


1180062 1180102 12 
RNA, partial sequence 


412704 Bacteria_16S 52 


C91 16S ribosomal 


412704 Bacteria_16S 1193612 1193652 12 

13501 16S ribosomal RNA, complete sequence 
Proteobacteria; Betaproteobacteria; 
412704 Bacteria_16S 


52 


Burkholderiales; 
1198274 1198314 12 52 


tataouinensis TTB310 16S ribosomal RNA, partial sequence 


TTB310 Bacteria; Proteobacteria; Betaproteobacteria; 
412704 Bacteria_16S 1267585 1267625 12 52 
strain UR/MT95 16S ribosomal RNA, partial sequence 


Betaproteobacteria; 


B9A Seymour 16S ribosomal RNA, partia 


gi| 265678409 


Comamonadaceae; 


gi| 265678376 


1001834 10033 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 


gi| 265678354 


1035238 10367 
Oxalobacteraceae; 


gi| 265678353 


1036784 10382 
Comamonadaceae; 


gi|253680771 


gi| 253680759 


1145612 11470 
Oxalobacteraceae; 


gi|228720470 


gi|228717704 


1178919 1180416 Nitrosomonas eutropha 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; 


gi|228715722 


1192457 1193978 Bordetella hinzii LMG 
Alcaligenaceae; 


gi| 228715504 


gi|219846423 


ocyclaceae; Azovibrio. 


1 sequence 


Proteobacteria; Epsilonproteobacteria; 


11971 
Burkholderiales; 


Curvibacter. 
Simplicispira 


952645 954156 Simplicispira 


Burkholderiales; Comamonadaceae; 


ref|NR_028711.1| Giesbergeria sinuosa 
7 Giesbergeria sinuosa Bacteria; 
Giesbergeria. 
ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 


ref|NR_028656.1| Herbaspirillum putei 
33 Herbaspirillum putei Bacteria; 
Herbaspirillum. 

ref|NR_028655.1| Curvibacter gracilis 
67 Curvibacter gracilis Bacteria; 
Curvibacter. 
NR_028019.1| Helicobacter 
127427 1128907 Helicobacter 


ref 


R 


Campylobacterales; Helicobacteraceae; 


ref|NR_028007.1| Collimonas fungivorans 
64 Collimonas fungivorans Bacteria; 

Collimonas. 
NR_027592.1 


ref Clostridium spiroforme 


1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


eae. 
ref Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


NR_027566.1 


ref|NR_027537.1| Bordetella hinzii LMG 
13501 Bacteria; 
Bordetella. 
ref|NR_027534.1| Ramlibacter 


31 1198567 Ramlibacter tataouinensis 
Comamonadaceae; Ramlibacter. 
NR_026014.1| Massilia timonae 


ref 


1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 


412704 Bacteria_16S 1283935 1283975 12 52 gi|219846066|ref|NR_025656.1| Burkholderia hospita 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 1284283 Burkholderia hospita Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
412704 Bacteria_16S 1318933 1319032 12 112 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
412704 Bacteria_16S 1338792 1338832 12 52 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 
412704 Bacteria_16S 1370670 1370738 13 81 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 1370984 Oceanicola granulosus HTCC2516 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 
412704 Bacteria_16S 1373700 1373740 12 52 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
412704 Bacteria_16S 1376797 1376837 12 52 gi|228717818|ref|NR_027567.1| Polaromonas 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
412704 Bacteria_16S 1387286 1387326 12 52 gi|228716754|ref|NR_027555.1| Burkholderia phymatum 
strain STM815 16S ribosomal RNA, partial sequence 1386182 1387616 Burkholderia phymatum STM815 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
412704 Bacteria_16S 1388801 1388841 12 52 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
strain STM678 16S ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
412704 Bacteria_16S 1424894 1424934 12 52 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
412704 Bacteria_16S 1438837 1438877 12 52 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
412704 Bacteria_16S 1457082 1457122 12 52 gi|224581416|ref|NR_027197.1| Achromobacter 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
412704 Bacteria_16S 1466074 1466114 12 52 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
412704 Bacteria_16S 1469084 1469124 12 52 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
412704 Bacteria_16S 1472156 1472196 12 52 gi|224581405|ref|NR_027186.1| Achromobacter 
piechaudii strain EY3860 16S ribosomal RNA, partial sequence 1471041 1472361 Achromobacter 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
412704 Bacteria_16S 1473548 1473588 12 52 gi| 224581402 |ref|NR_024882.1| Burkholderia ambifaria 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 
412704 Bacteria_16S 1481294 1481334 12 52 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 
412704 Bacteria_16S 1482823 1482891 13 81 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 
412704 Bacteria_16S 1508327 1508367 12 52 gi|219846303|ref|NR_025893.1| Neisseria elongata 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete sequence 1507158 1508633 Neisseria 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Neisseria. 
412704 Bacteria_16S 1534052 1534092 12 52 gi|219857425|ref|NR_025013.1| Burkholderia 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 1532915 1534322 Burkholderia 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 
412704 Bacteria_16S 1611402 1611470 13 81 gi|219878469|ref|NR_025608.1| Roseisalinus 
antarcticus strain EL-88 16S ribosomal RNA, partial sequence 1610323 1611743 Roseisalinus 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 
412704 Bacteria_16S 1623513 1623553 12 52 gi|219878461|ref|NR_025600.1| Sutterella 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 1622384 1623838 Sutterella 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella. 
412704 Bacteria_16S 1625026 1625094 14 82 gi|219878460|ref|NR_025599.1| Belliella baltica 
strain BA134 16S ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 


Bacteroidetes; Sp 


hingobacteria; 


Sphingobacteriales; Cyclobacteriaceae; Belliella. 


strain 4-1 16S ri 
Firmicutes; Bacil 


bosomal RNA, partial sequence 1684753 16861 


lales; Bacillaceae; Bacillus. 


412704 Bacteria_16S 1684415 1684483 13 81 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

412704 Bacteria_16S 1685898 1685986 12 100 gi|219878418|ref|NR_025557.1| Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


strain WAL 14325 
Fusobacteria; Fus 


strain LMG 3475 1 
Proteobacteria; B 


thomasii strain D 


thomasii Bacteria 
Anaerobiospirillu 


limicola Bacteria 


412704 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 
4 
thiooxidans strai 
thiooxidans Bacte 


412704 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


412704 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


412704 Bacteria_16S 


strain LMG 1945, 
Proteobacteria; 
4 
aerophilus strain 
aerophilus Bacter 


B 


4 
mannitolilytica s 
mannitolilytica B 
Ralstonia. 

4 
nitrativorans str 
nitrativorans Bac 


412704 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


412704 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 
4 
denitrificans str 
denitrificans Bac 
Thiobacillus. 


412704 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


412704 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 
limicola strain G 


12704 Bacteria_16S 


n CS-K2 16S ribosomal RNA, partial seq 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


1687345 1687385 12 52 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; 


1721128 1721196 13 81 gi 


obacteriales; Fusobacteriaceae; 


1725715 1725755 12 52 gi 


1742415 1742483 13 81 gi 


’ 
mM. 


Proteobacteria; Gammaproteobacteria; 


1830480 1830520 12 

olChil 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 
1836533 1836573 12 52 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


52 gi 


’ 


1879193 1879233 12 52 gi 
ria; Proteobacteria; Betaproteobacteri 
1896322 1896390 13 81 gi 


eltaproteobacteria; Desulfobacterales; 
1897863 1897903 12 52 gi 


etaproteobacteria; Burkholderiales; Al 
1899406 1899446 12 52 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1906506 1906586 14 94 gi 
I/26Corl 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; Sp 
1923236 1923276 12 52 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


1936930 1936970 12 52 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1939914 1939982 14 82 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1947654 1947694 12 52 gi 
etaproteobacteria; Burkholderiales; Al 
1964386 1964426 12 52 gi 
ain NCIMB 9548 16S ribosomal RNA, part 
teria; Proteobacteria; Betaproteobacte 


1965903 1965943 12 52 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


1971704 1971744 12 52 gi 
n GSF30 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 


412704 Bacteria_16S 


strain 534-30 16S 


2012051 2012119 12 80 
ribosomal RNA, partial sequence 


gi 


Betaproteobacter 
16S ribosomal RNA, partial sequence 1719990 17214 
Cetoba 


6S ribosomal RNA, partial sequence 1724592 17259 
etaproteobacteria; Burkholderiales; Co: 
412704 Bacteria_16S 
SM 11806 16S ribosomal RNA, partial se 


complete seq 


6S ribosomal RNA, partial sequence 1895145 18966 


16S ribosomal RNA, partial sequence 1896710 18982 


6S ribosomal RNA, partial sequence 1946525 19480 


219878417 
equence 
ia; Hydrog 


219878394 


cterium. 
219878391 


mamonadace 
219878379 
quence 


219878316 
uence 

Rhodocycla 
219878311 
e sequence 
ria; Rhodo 


219878282 
uence 

a; Burkhol 
219878267 


Desulfoba 
219878265 


caligenace 
219878264 
nce 18982 
caligenace 
219878259 
equence 

hingobacte 
219878246 
al sequenc 
teria; Bur 


219878237 
equence 

ria; Burkh 
219878235 
sequence 
ria; Rhizo 


219878230 


caligenace 
219878219 
ial sequen 
ria; Hydro 


219878218 
sequence 
obacteria; 


219878214 
uence 
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219878188 
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ref|NR_025556.1 
1686206 168766 
enophilales; Hy 


ref |NR_025533.1 
59 Cetobacterium 
ref |NR_025530.1 
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ref|NR_025518.1 


1741287 174278 
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v 


ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref |NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025404.1 


ae; Bordetella. 
ref|NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025398.1 

1905456 190681 
riales; Flexibac 
ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref |NR_025374.1 
1938810 194024 
biales; Methylob 
ref |NR_025369.1 
ae; Bordetella. 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref|NR_025357.1 
1964797 196621 
Burkholderiales 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 


ref 


d 


Tepidiphilus 
1 Tepidiphilus 
rogenophilaceae; 


Cetobacterium somerae 
somerae Bacteria; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 
Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 

Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Hymenobacter 

7 Hymenobacter 
teraceae; Hymenobacter. 
Ralstonia 

0 Ralstonia 
rkholderiaceae; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Methylobacterium 

9 Methylobacterium 
acteriaceae; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
; Alcaligenaceae; 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


NR_025327.1 


Planctomyces maris 


2010901 2012404 Planctomyces maris Bacteria; 


Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 


strain 58Eu 16S 
Proteobacteria; 
4 


Proteobacteria; 


Bacteria; 


strain AU2944 16 
Proteobacteria; 
4 


412704 Bacteria_16S 2197271 2197351 12 92 gi|219857601|ref|NR_025189.1 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 219764 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
412704 Bacteria_16S 2230544 2230584 12 52 gi| 219857579 |ref|NR_025167.1 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 223086 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisser 
412704 Bacteria_16S 2265779 2265819 12 52 gi|219857556|ref|NR_025144.1 


strain ICPB 3636 
Proteobacteria; 
4 
strain DSM 11853 
roteobacteria; 


acteria; 


strain MIT 97-50 
Proteobacteria; 


strain KF46F 16S 
Proteobacteria; 


strain KCTC 1200 
Proteobacteria; 


strain IPT10 16S 
Proteobacteria; 
4 


strain LMG 16225 
roteobacteria; 


strain SPS-1037 
Proteobacteria; 
4 
strain DSM 1105 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidu 
412704 Bacteria_16S 2449328 2449408 12 92 gi|219857420|ref|NR_025008.1 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 244968 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalib 
412704 Bacteria_16S 2498971 2499011 12 52 gi|219857384|ref|NR_024972.1 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 24993 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
412704 Bacteria_16S 2500508 2500548 12 52 gi|219857382|ref|NR_024970.1 


strain MF63 16S 
Proteobacteria; 


412704 Bacteria_16S 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 25327 


Proteobacteria; 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 
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412704 Bacteria_16S 
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412704 Bacteria_16S 


12704 Bacteria_16S 
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412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 
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12704 Bacteria_16S 
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Proteobacteria; 
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Proteobacteria; Betaproteobacteria; Burkholderi 
12704 Bacteria_16S 
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ribosomal RNA, partial sequence 


gi 
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52 gi 


1 
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52 gi 


1 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 
2532402 2532442 12 52 


gi 


2545429 2545469 12 52 gi 


2068197 2068237 12 52 gi| 219878145 |ref|NR_025284.1 
ribosomal RNA, partial sequence 2067059 20685 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

2069729 2069769 12 52 gi|219878144|ref|NR_025283.1 

ribosomal RNA, partial sequence 2068593 20700 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
2074364 2074404 12 52 gi|219878141|ref|NR_025280.1 


54Pin 16S ribosomal RNA, partial sequen 
Proteobacteria; Betaproteobacteria; Burkholderi 
219857653 
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Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
219857614 


Betaproteobacteria 


16S ribosomal RNA, partial sequence 2264632 22660 
Betaproteobacteria; Neisseriales; Neisser 
12704 Bacteria_16S 219857550 
16S ribosomal RNA, partial sequence 2273825 22753 
Betaproteobacteria; Burkholderiales; Burk 
12704 Bacteria_16S 


P 

4 219857549 
campinensis strain WS2 16S ribosomal RNA, partial sequenc 
B 

4 


2293146 2293214 13 81 gi|219857536|ref|NR_025124.1 
75c 16S ribosomal RNA, partial sequence 2292020 2293474 Helico 
Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 

2305119 2305159 12 52 gi|219857526|ref|NR_025114.1 

ribosomal RNA, partial sequence 2303983 23054 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

2315761 2315801 12 52 gi| 219857519 |ref|NR_025107.1 
5 16S ribosomal RNA, partial sequence 2314634 2316097 Comamo 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


219857509 
2329695 23312 
Betaproteobacteria; Burkholderiales; Burk 
12704 Bacteria_16S 
denitrificans strain 123 16S ribosomal RNA, partial seque 
denitrificans Bacteria; 
412704 Bacteria_16S 


219857492 


Betaproteobacteri 
219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
Betaproteobacteria; Burkholderiales; Burk 
12704 Bacteria_16S 


P 

4 219857469 
caledonica strain 

c 

4 


se 


219857453 
6S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Tepi 
12704 Bacteria_16S 219857430 


6S ribosomal RNA, partial sequence 2436004 24374 


ce 20732 
ales; 


26 2074709 Castel 
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ref |NR_025242.1 


Ralstonia. 
ref|NR_025203.1 
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AZ 
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93 Ralstonia insidiosa Bacteria; 


Ramlibacter 
0 Ramlibacter 
Ramlibacter. 
Lactobacillus 
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2 Laribacter 

iaceae; Laribacter. 
Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 
Cupriavidus 
vidus campinensis 
Cupriavidus. 
Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Alkalibacterium 

1 Alkalibacterium 

acterium. 

Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Ss. 


ref |NR_024935.1 


Acidovorax facilis 


strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


4 
roteobacteria; 


P 
4 
a 
a 
4 


Proteobacteria; 


12704 Bacteria_ 
strain ATCC 19624 


12704 Bacteria_ 
sinigenitalis st 
sinigenitalis Ba 
12704 Bacteria_ 
strain CKB 16S ri 


412704 Bacteria_ 
strain hl 16S rib 


412704 Bacteria_ 
pelophilus strain 
pelophilus Bacter 


16S 2546981 2547021 12 52 gi| 219857346 |ref|NR_024934.1| Hylemonella gracilis 

16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 

16S 2576176 2576216 12 52 gi|219857284|ref|NR_024915.1] Taylorella 

rain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 

cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
16S 2619320 2619360 12 52 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
bosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

16S 2631540 2631608 13 81 gi|219857238|ref|NR_024866.1| Methylarcula terricola 
osomal RNA, partial sequence 2630432 2631792 Methylarcula terricola Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 

16S 2646864 2646904 12 52 gi|219857227|ref|NR_024855.1| Propionivibrio 

asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 

ia; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
16S 2649869 2649909 12 52 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 


Proteobacteria; 
4 


strain VB32 16S 
Proteobacteria; 


Proteobacteria; 


412704 Bacteria_ 
subterraneus stra 


412704 Bacteria_ 
strain BS5-8 16S 


12704 Bacteria_ 
6a3 16S ribosomal 
Betaproteobacteri 
412704 Bacteria_ 


412704 Bacteria_ 
strain SWub3 16S 


ribosomal RNA, partial sequence 
B 
16S 2651372 2651412 12 
RNA, partial sequence 
a; Rhodocyclales; 
16S 2652901 2652941 12 


52 gi 


52 gi 


2648722 26501 
etaproteobacteria; Rhodocyclales; Rhod 


2650247 2651682 Azosp 
Rhodocyclaceae; Azos 


96 Azonexus fungiphilus Bacteria; 


ocyclaceae; Azonexus. 

219857224|ref|NR_024852.1]| Azospira oryzae strain 
ira oryzae Bacteria; Proteobacteria; 

pira. 

219857223|ref|NR_024851.1| Azoarcus indigens 


ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
16S 2654387 2654427 12 52 gi|219857222|ref|NR_024850.1| Azoarcus communis 


ribosomal RNA, partial sequence 


2653267 26546 


16 Azoarcus communis Bacteria; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
16S 2675369 2675409 12 52 gi|219857206|ref|NR_024834.1| Thiobacter 
in C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 


Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

412704 Bacteria_16S 2718781 2718821 12 52 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

412704 Bacteria_16S 2744390 2744430 12 52 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 


strain T7 16S rib 


roteobacteria; 
iaphorobacter. 


2 
4 
n 
n 
D 
4 
c 
c 


ateniformis Bac 
Coprobacillus. 


412704 Bacteria_ 


kururiensis stra 
Bacteria; Proteo 


412704 Bacteria_ 


strain IAM 12409 
roteobacteria; 


accharophila st 
accharophila Ba 


anceolatus stra 
anceolatus Bact 


Ber BY DD B+ 


huttiense strain 
huttiense Bacter 
Herbaspirillum. 


412704 Bacteria_ 


lugdunensis stra 
lugdunensis Bact 
4 
delphini strain 
delphini Bacteri 


412704 Bacteria_ 


strain ATCC 3553 
Bacteria; Firmic 


412704 Bacteria_ 


12704 Bacteria_ 
itroreducens str 
itroreducens Bac 


12704 Bacteria_ 
ateniformis stra 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


12704 Bacteria_ 


osomal RNA, partial sequence 
B 
16S 2750088 2750128 12 


52 gi 


teria; Proteobacteria; 


16S 2817949 2818017 13 81 gi 


t 
16S 
di. 
b 
16S 


2836141 2836181 12 52 gi 
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B 
16S 
r 
cteria; Proteobacteria; 
16S 2862320 2862360 12 
i 
e 
16S 2868492 2868532 12 52 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


2849905 2849945 12 52 gi 


52 gi 


i 


16S 2911460 2911559 12 
in ATCC 4 
eria; Firmicutes; Bacillales; 
16S 2914546 2914645 12 

ATCC 4917 
a; Firmic 
16S 


112 gi 


112 gi 
utes; Bacillales; 
2916089 2916188 12 
8 16S ribosomal RNA, partial sequence 
utes; Bacillales; Staphylococcus. 
16S 2919144 2919184 12 52 


112 gi 


gi 


etaproteobacteria; Burkholderiales; Co: 


ain NA10B 16S ribosomal RNA, partial s 
Betaproteobacte 


in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


ain DSM 654 16S ribosomal RNA, partial 
Betaproteobacte 


n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 


3809 16S ribosomal RNA, partia 
Staphyloc 


1 16S ribosomal RNA, partial s 
Staphylococc 


2743252 27447 
monadace 


ma: 
219857154 
equence 

ria; 


219856912 
af 
sipelotric 
219856900 
ence 28349 
riales; 
219856892 


16S ribosomal RNA, partial sequence 2847193 28487 
etaproteobacteria; Burkholderiales; Co: 


ma: 
219856891 
sequence 
ria; 
219856883 
1 
a; Burkhol 
219856879 
sequence 

Burkholde 


219856849 
1 sequence 
occus. 
219856847 
equence 

us 
219856846 
29149 


219856844 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 


Burkh 


sequence 


Bu 


monadace 


Burkh 


sequence 


07 Delftia tsuruhatensis Bacteria; 
ae; Delftia. 
ref |NR_024782.1 
2748935 275045 
olderiales; Coma 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


Burkholderia 
lderia kururiensis 


ref|NR_024721.1 
92 2836452 Burkho 
rkholderiaceae; Burkholderia. 
ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
ae; Delftia. 
ref|NR_024710.1 
2848765 285026 
olderiales; Coma 
ref|NR_024702.1 
2861171 286267 
deriales; Comamo 
NR_024698.1 
4 
c 


Pelomonas 

6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 
Herbaspirillum 

5 Herbaspirillum 

es; Oxalobacteraceae; 
Staphylococcus 
6 Staphylococcus 


ref|NR_024668.1 
2910285 291177 


Staphylococcus 
3 Staphylococcus 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


Staphylococcus caprae 
lococcus caprae 


ref |NR_024663.1| Hydrogenophilus 
2918000 2919460 Hydrogenophilus 


thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 

412704 Bacteria_16S 3014649 3014689 12 52 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


412704 Bacteria_16S 3031226 3031294 13 81 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

412704 Bacteria_16S 3054139 3054179 12 52 gi|219846886|ref|NR_026478.1| Formivibrio citricus 


strain CreCitl 16S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 
412704 Bacteria_16S 3055685 3055725 12 52 gi|219846885|ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 
412704 Bacteria_16S 3057199 3057267 13 81 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 
412704 Bacteria_16S 3060235 3060275 12 52 gi|219846882|ref|NR_026474.1| Thauera selenatis 
strain AX39 16S ribosomal RNA, partial sequence 3059104 3060594 Thauera selenatis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
412704 Bacteria_16S 3061776 3061816 12 52 gi| 219846881 |ref|NR_026473.1| Thauera 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
412704 Bacteria_16S 3066211 3066291 14 94 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 
412704 Bacteria_16S 3075074 3075114 12 52 gi|219846872|ref|NR_026464.1| Ferribacterium 
limneticum strain cda-1 16S ribosomal RNA, partial sequence 3073912 3075441 Ferribacterium limneticum 
Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Ferribacterium. 

12704 Bacteria_16S 3078127 3078167 12 52 gi|219846870|ref|NR_026462.1| Burkholderia 

aribensis strain MWAP64 16S ribosomal RNA, partial sequence 3076975 3078406 Burkholderia 

aribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
12704 Bacteria_16S 3114199 3114239 12 52 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
strain DSM 12081 16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
412704 Bacteria_16S 3138204 3138272 13 81 gi|219846830|ref|NR_026422.1| Sulfurospirillum 
deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Campylobacteraceae; Sulfurospirillum. 

412704 Bacteria_16S 3141211 3141279 13 81 gi| 219846828 |ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
B 
4 


4 
c 
c 
4 


acillales; Bacillales Family XI. Incertae Sedis; Gemella. 


12704 Bacteria_16S 3164043 3164111 13 81 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

412704 Bacteria_16S 3165606 3165686 12 92 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

412704 Bacteria_16S 3212664 3212732 13 81 gi|219846780|ref|NR_026372.1| Helicobacter 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 

bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
412704 Bacteria_16S 3221785 3221825 12 52 gi|219846773|ref|NR_026365.1| Janthinobacterium 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 
412704 Bacteria_16S 3223304 3223344 12 52 gi|219846772|ref|NR_026364.1| Janthinobacterium 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 3222170 3223638 Janthinobacterium 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Janthinobacterium. 

412704 Bacteria_16S 3350665 3350705 12 52 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 


strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

412704 Bacteria_16S 3373622 3373690 13 81 gi|219846668|ref|NR_026260.1| Halanaerobacter 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 3373950 Halanaerobacter 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
412704 Bacteria_16S 3483569 3483637 13 81 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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b 
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stercoraria strai 
stercoraria Bacte 
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412704 Bacteria_16S 
cellobioparum str 
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412704 Bacteria_16S 
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412704 Bacteria_16S 
16S ribosomal RNA, partial sequence 3613485 36150 
Lacto Carnobacteriaceae; Alloioc 


412704 Bacteria_16S 


Proteob 
412704 Bacteria_16S 


12704 Bacteria_16S 
ronchiseptica st 
ronchiseptica Ba 
12704 Bacteria_16S 
strain 165 16S ri 


G 
412704 Bacteria_16S 


12704 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


3500308 3500376 13 81 gi 
obacteriales; Fusobacteriaceae; 
3556880 3556920 12 52 


bosomal RNA, partial sequence 


gi 


bacillales; 
3627953 3627993 12 
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52 gi 
complete sequence 
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gi 
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3771110 3771150 12 52 
ibosomal RNA, partial sequence 


gi 


3795232 3795272 12 52 
ibosomal RNA, partial sequence 


gi 


3802752 3802820 13 81 
ibosomal RNA, partial sequence 


3805821 3805861 12 52 gi 


3822677 3822745 13 81 
bosomal RNA, partial sequence 


gi 


3827259 3827327 13 81 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3836188 3836277 12 101 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3855920 3855960 12 52 gi 
ribosomal RNA, partial sequence 


gi 


3872614 3872682 13 81 

ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3874201 3874269 13 81 gi 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Bacillales Family XI. 
3875738 3875778 12 52 


gi 


gi 


etaproteobacteria; Neisseriales; Neiss 
3888196 3888236 12 52 gi 
n Gottingen 1488-6 16S ribosomal RNA, 

ria; Proteobacteria; Betaproteobacteri 
3889733 3889773 12 52 

ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3891270 3891310 12 52 gi 


gi 


acteria; Betaproteobacteria; Neisseria 


psilonproteobacteria; Campylobacterale 
412704 Bacteria_16S 


etaproteobacteria; Burkholderiales; Bu 
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psilonproteobacteria; Campylobacterale 
12704 Bacteria_16S 
arapertussis str 


psilonproteobacteria; Campylobacterale 
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psilonproteobacteria; Campylobacterale 
412704 Bacteria_16S 
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Cetoba 


cterium. 
219846538 


3555718 35572 


occus. 
219846487 


les; 
219846473 


3646715 36481 
Helicob 


S; 
219846438 


6S ribosomal RNA, partial sequence 3696887 36983 
psilonproteobacteria; Campylobacterale 
412704 Bacteria_16S 
strain ROO1 16S r 
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S; 
219846384 


3769978 37714 
holderia 


rk 
219846367 


3794096 37955 
etaproteobacteria; Burkholderiales; Co: 
12704 Bacteria_16S 
strain Hh-2 16S r 


S; 
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Ss; 
219846348 


3821543 38230 
Helicob 


S; 
219846345 


3826129 38276 
Helicob 


S; 
219846338 


3835060 38365 
alomonad 


H 
219846325 


3854781 38562 
etaproteobacteria; Rhodocyclales; Rhod 
412704 Bacteria_16S 


6S ribosomal RNA, partial sequence 3874615 38761 


Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 


36267 
Neiss 


Helicob 


Helicob 


Helicob 


ref|NR_026168.1| Cetobacterium ceti 
73 Cetobacterium ceti Bacteria; 
ref|NR_026130.1| Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

3594837 3594893 11 67 gi|219846512|ref|NR_026104.1| Clostridium 
ain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3601036 3601116 12 92 gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum 
6S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
bacillales; Carnobacteriaceae; Dolosigranulum. 

3614655 3614735 12 92 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 


09 Alloiococcus otitis Bacteria; 
ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref|NR_026065.1 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 

Helicobacter salomonis 
55 Helicobacter salomonis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_026029.1| Helicobacter trogontum 
08 Helicobacter trogontum Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
ceae; Ralstonia 
ref|NR_025958.1| Polaromonas vacuolata 
49 Polaromonas vacuolata Bacteria; 


mamonadaceae; Polaromonas. 
gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
3801626 3803095 Helicobacter hepaticus Bacteria; 


cobacter. 
Bordetella 


acte 
ref 


raceae; Heli 
NR_025950.1 


ain 522 16S ribosomal RNA, partial sequence 3804660 3806123 Bordetella 

teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
3807335 3807375 12 52 gi| 219846358 |ref|NR_025949.1| Bordetella 

rain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 

cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
3819614 3819682 13 81 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 

bosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 


cobacter. 

Helicobacter muridarum 
20 Helicobacter muridarum Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025935.1| Helicobacter felis 

02 Helicobacter felis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025928.1| Halomonas halodurans 
33 Halomonas halodurans Bacteria; 

aceae; Halomonas. 
ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 


acteraceae; Heli 
ref |NR_025939.1 


ocyclaceae; Azoarcus. 
219846314|ref|NR_025904.1| Gemella morbillorum 
3871442 3872977 Gemella morbillorum Bacteria; 
Sedis; Gemella. 
219846313|ref|NR_025903.1| Gemella haemolysans 
3873028 3874564 Gemella haemolysans ATCC 10379 
Incertae Sedis; Gemella. 
219846312|ref|NR_025902.1| Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


eriaceae; Neisseria. 

219846304|ref|NR_025894.1| Vitreoscilla 

partial sequence 3887024 3888512 Vitreoscilla 

a; Neisseriales; Neisseriaceae; Vitreoscilla. 

219846302|ref|NR_025892.1| Neisseria flavescens 
3888563 3890048 Neisseria flavescens Bacteria; 

eriaceae; Neisseria. 

219846301|ref|NR_025891.1| Kingella oralis strain 


3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 


412704 Bacteria_16S 
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52 
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ribosomal RNA, partial sequence 
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Petrobacter. 
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PWdteaP ss eT e poo wt 
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strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 
Burkholderiales; Alcaligenaceae; 


Proteobacteria; Betaproteobacteria; 
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insolitus strain 
insolitus Bacteria; 
412704 Bacteria_16S 


4177958 4177998 12 


4182629 4182697 13 


canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


canifelinum Bacteria; 
412704 Bacteria_16S 


Fusobacteria; 
4194800 4194840 12 


strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 


Proteobacteria; 
412704 Bacteria_16S 
strain BA160 16S 
acteroidetes; Sphingobacteria; 
12704 Bacteria_16S 
ispanicum strain 
acteria; 


4237086 4237154 14 
4240110 4240178 14 


B 

4 

h 

B 

412704 Bacteria_16S 4241569 4241637 14 
aquaticum strain 

Bacteria; 
4 
° 
B 
4 


12704 Bacteria_16S 23820 23875 12 


acteria; Firmicutes; 
12704 Bacteria_16S 


Clostridia; 
244882 244937 12 


Proteobacteria; 


Sphingobacteriales; Cyclobacteriaceae; 


52 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Thiomonas. 


52 


Betaproteobacteria; 


52 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Tepidimonas. 


82 


rnithinivorans strain JC2052 16S ribosomal RNA, partial 
Sphingobacteria 


82 


JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


82 


annitolivorans strain JC2050 16S ribosomal RNA, partial 
Sphingobacteria; 


52 


complete sequence 
Betaproteobacteria; Neisseriales; 


52 


4BON 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


52 


52 


LMG 6003 16S ribosomal RNA, partial sequence 4 
Proteobacteria; Betaproteobacteria; 


81 


52 


82 


ribosomal RNA, partial sequence 
Sphingobacteriales; Cyclobacteriaceae; 


82 


GP34 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


82 


GR16 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


67 


rbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 
Clostridiales; 


67 


strain LC 1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 


gi|219846251|ref|NR_025841.1 


gi|219846250|ref|NR_025840.1 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


3962329 3963785 Rhodoferax fermentans Bacteria; 


Rhodoferax. 


gi| 219846249 |ref|NR_025839.1 


Rhodocyclus tenuis 


3963836 3965295 Rhodocyclus tenuis Bacteria; 


Rhodocyclus. 


gi|219846244|ref|NR_025834.1 
Burkholderiales; 
219846243 |ref|NR_025833.1 


gi 


Duganella. 


gi|219846218|ref|NR_025808.1 


Brachymonas 


3971185 3972636 Brachymonas 
Comamonadaceae; 


Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Algoriphagus marincola 


4006528 4008003 Algoriphagus marincola Bacteria; 


219846198 |ref 


gi NR_025788.1 


gi|219846180|ref|NR_025770.1 
sequence 4059499 406093 
Burkholderiales; 


gi|219846165|ref|NR_025755.1 


Oxalobacteraceae; 


Algoriphagus. 


Thiomonas intermedia 


4037001 4038390 Thiomonas intermedia Bacteria; 


Duganella 
7 Duganella 
Duganella. 
Tepidimonas aquatica 


4080799 4082297 Tepidimonas aquatica Bacteria; 


gi ref|NR_025745.1 

4095844 409726 
; Sphingobacteriales; 
gi|2 ref|NR_025744.1 

4097319 409874 
Sphingobacteriales; Cyclobac 
gi| 219846153 |ref|NR_025743.1 
sequence 4098796 410017 
Sphingobacteriales; Cyc 


219846152 |ref 


gi NR_025742.1 
Neisseriaceae; 


219846135|ref 


NR_025725.1 
121524 412305 
Rhodocyclales; 


gi 


rs 


219846096|ref 


gi NR_025686.1 
Achromobacte 
NR_025685.1 
176834 417830 
Burkholderiales; Alcalige 
219846089|ref|NR_025679.1 
181497 418295 
Fusobacteriaceae; Fusobacter 
gi|219846079|ref|NR_025669.1 


219846095 |ref 


gi 


gi 


rs 


Kerstersia. 


gi|219846044|ref|NR_025634.1 


Algoriphagus 
8 Algoriphagus 


Cyclobacteriaceae; 


Algoriphagus 

5 Algoriphagus 

teriaceae; Algoriphagus. 
Algoriphagus 

1 Algoriphagus 

lobacteriaceae; 


Chitinibacter 


4100222 4101735 Chitinibacter tainanensis 
Chitinibacter. 


Petrobacter 
2 Petrobacter 


Rhodocyclaceae; 


Achromobacter spanius 
spanius Bacteria; 

r. 

Achromobacter 

6 Achromobacter 

naceae; Achromobacter. 
Fusobacterium 

4 Fusobacterium 

ium. 

Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


Aquiflexum balticum 


4235935 4237393 Aquiflexum balticum Bacteria; 


219846042 
42390 


gi ref|NR_025632.1 


11 4240418 Methyl 
gi| 219846041 |ref|NR_025631.1 
4240469 4241874 Methyl 
gi|265679048|ref|NR_029356.1 

24226 Clostr 
Clostridium. 
ref |NR_029207.1 


Clostridiaceae; 
gi| 265678899 


Aquiflexum. 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Clostridium 

idium orbiscindens 


Megasphaera elsdenii 


243690 245115 Megasphaera elsdenii Bacteria; 


4 
rhabdoformis stra 
Bacteria; Proteob 


strain Illinois 1 


4 
strain NO-502 16S 
Bacteroidetes; Sp 


4 
variabile strain 
Bacteria; Firmicu 
4 
daecheongense str 
daecheongense Bac 
Chryseobacterium. 
4 
defluvii strain B 
acteria; Bactero 


atecholicum stra 


B 
4 
c 
catecholicum Bact 
4 


strain TH-3 16S r 


12704 Bacteria_16S 


412704 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
12704 Bacteria_16S 


12704 Bacteria_16S 
BI 114 16S ribosomal RNA, partial sequ 
Rumino 
12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


285538 285593 12 67 gi 
acteria; Deltaproteobacteria; 


306769 306808 13 52 gi 


535929 536004 14 89 
ribosomal RNA, partial sequence 

hingobacteria; 

540488 540543 12 


gi 


67 gi 


tes; Clostridia; Clostridiales; 
566527 566602 14 89 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
622360 622435 14 89 gi 
2 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
689072 689127 12 67 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
716029 716096 14 81 gi 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


histaminiformans 
histaminiformans 


montpellierensis 
montpellierensis 


shriftii strain D 
Bacteria; Firmicu 


strain VPI D 75 B 
Firmicutes; Clost 


strain ATCC 43541 
Firmicutes; Clost 


moraviensis strai 
Bacteria; Firmicu 


rs 


kondratievae stra 
acteria; Proteob 


iigataensis stra 
iigataensis Bact 


B 
4 
n 
n 
4 
aminovorans strai 
aminovorans Bacte 
4 
AT1047 16S riboso 
Flavobacteria; Fl 


412704 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


412704 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


412704 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


412704 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


735988 736043 12 67 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
767101 767156 12 67 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
817759 817798 13 52 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
828399 828454 12 67 gi 
-30 16S ribosomal RNA, partial sequenc 


ridia; Clostridiales; Veillonellaceae; 
833070 833133 18 81 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
848230 848300 11 81 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1239037 1239104 14 81 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1240553 1240620 14 81 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1273639 1273714 14 89 gi 


ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1329611 1329666 12 67 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1632568 1632623 12 67 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1921723 1921798 14 89 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


412704 Bacteria_16S 


strain CHO0O1A 16S 


1935454 1935521 13 80 
ribosomal RNA, partial sequence 


gi 


in M16 16S ribosomal RNA, partial sequ 
Desulfob 


534808 53626 
Sphingobacteriales; Fle 


714920 71638 


ridia; Clostridiales; Veillonellaceae; Selenomon 
829975 830030 12 67 gi| 265678493 
16S ribosomal RNA, partial sequence 82878 


mal RNA, partial sequence 1272544 1273908 Sejon 
avobacteriales; Flavobacteriaceae; Sejongia. 
1275061 1275136 14 89 gi| 219846219 


1273959 12753 


265678870 
ence 28438 
acterales; 
265678856 


plasmatace 
265678695 


xibacterac 
265678692 
ence 53938 
coccaceae; 
265678675 
sequence 


265678637 
62122 
s; Flavoba 
265678590 
equence 
ria; Desul 
265678571 


obacteriac 
265678558 
sequence 

tridiales; 
265678535 
artial seq 
tridiales; 
265678501 
nce 81658 
bacteroida 
265678494 
e 82720 


Selenomon 
265678491 
nce 83188 
Enterococ 
265678481 
nce 84713 
terales; R 
219878163 
sequence 

ria; Rhizo 
219878162 
equence 

ia; Rhizob 


219846220 


cteriaceae 
219846090 
13284 
nellaceae; 
219878455 
ence 16314 
es; Erysip 
219878247 
1 sequence 
avobacteri 


219878238 


lavobacteri 


ref |NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029000.1 


eae; Arcicella. 
ref |NR_028997.1 
4 540811 Subdol 
Subdoligranulu 
NR_028980.1 
3 
s; Flavobact 
ref|NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref|NR_028895.1 
687908 689408 
fobacterales; De 
ref |NR_028876.1 


eae; Aminobacter 
ref |NR_028862.1 

734793 736329 
Veillonellaceae 
ref |NR_028839.1 
uence 765978 
Veillonellaceae 
ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref |NR_028797.1 
9 828732 Seleno 
as. 
ref |NR_028796.1 
3 830273 Seleno 
as. 
ref |NR_028794.1 
6 833394 Entero 
cus. 
ref|NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 
1239445 124091 
iales; Phyllobac 
ref|NR_025810.1 
gia jeonii Bacte 


ref|NR_025809.1 


; Sejongia. 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025386.1 
1920604 192206 
ales; Flavobacte 


, 


ref 


Desulfobulbus 
obulbus rhabdoformis 
e; Desulfobulbus. 
Neorickettsia risticii 
risticii Bacteria; 
a. 
Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Subdoligranulum 
igranulum variabile 


m. 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Chryseobacterium 
obacterium defluvii 
seobacterium. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Allisonella 
Allisonella 
Allisonella. 
Veillonella 

767386 Veillonella 
Veillonella. 
Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 
Selenomonas infelix 
monas infelix Bacteria; 


, 


v 


Selenomonas noxia 
monas noxia Bacteria; 


Enterococcus 
coccus moraviensis 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 

Sejongia jeonii strain 

ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Dialister invisus DSM 
ter invisus DSM 15470 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Chryseobacterium 
1 Chryseobacterium 
riaceae; 


NR_025377.1 


Campylobacter hominis 


1934336 1935749 Campylobacter hominis Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 


micronuciformis s 
micronuciformis B 


strain BD-87 16S 
Firmicutes; Bacil 


cinnamivorans str 
cinnamivorans Bac 


strain LSv514 16S 
Proteobacteria; D 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


strain ATCC 33048 
Bacteria; Firmicu 


412704 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


412704 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


412704 Bacteria_16S 


strain Wai33 16S 


Deinococcus-Thermus; 
12704 Bacteria_16S 


4 
strain PV1 16S ri 
Firmicutes; Clost 


412704 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


412704 Bacteria_16S 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 


Bacteria; Spiroch 


412704 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


412704 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


412704 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


412704 Bacteria_16S 


strain MB312 16S 
Proteobacteria; A 


412704 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


412704 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


412704 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


412704 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


412704 Bacteria_16S 


strain JB-A2 16S 
Proteobacteria; 
4 


G 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 
thermophila strain I78 16S ribosomal RNA, partial sequence 


2141215 2141270 12 67 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2426741 2426796 12 67 gi 
ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
2431006 2431061 12 67 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2524832 2524887 12 67 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
3136715 3136770 12 67 gi 
n SB164P1 16S ribosomal RNA, partial s 
ria; Proteobacteria; Deltaproteobacter 


rt 
ri 


qu 
di 


D 


ia 


3323320 3323391 12 83 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 

3411624 3411679 12 67 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3789194 3789233 13 52 gi 


al 
er 


ne 


ia; Rickettsiales; Anaplasmataceae; Ehrl 
3833275 3833330 12 67 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
3877289 3877356 13 80 gi 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
4071236 4071291 12 67 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 


R 


T 


Vv 


219857641 
219857441 
2425586 24269 
219857437 
219857361 
2523668 25251 
219846831 


eq 


219846704 


219846637 


219846371 


3788062 3789489 Ehrli 


219846340 


219846311 


3876152 38776 


219846172 
4070099 40715 


ial sequ 
diales; 


ence 


ales; Ru 


esulfobu 


uence 
Desulf 


’ 


sequenc 
obactera 


34104 
llaceae; 


ichia. 
38321 
uminococ 


hermus. 


eillonel 


4193276 4193331 12 67 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
16121 16199 12 90 


Ba 
gi 


ct 


al 
aetes; Spirochaetales; Leptospiraceae; L 
192521 192611 12 102 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
274893 274975 8 90 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

342098 342176 12 90 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
352452 352522 12 82 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhodo 
670885 670955 12 82 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
726983 727037 13 67 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
936741 936795 13 67 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
998445 998523 12 90 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1001477 1001555 12 90 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1030265 1030343 12 90 gi 


en 
oc 


ce 


ha 


bi 


s 


B 


ce 


ha 


fom 


219846080 
265679053 
265678935 
265678877 
273748 27524 
265678830 
265678823 


351363 35277 


265678602 
669757 67122 


265678564 
725825 72731 


265678421 
935581 93704 


265678379 
265678377 
1000320 10017 


265678358 = 
1029105 1030582 Thiomicrospira thermophila 


41921 
eroidace 


sequenc 
eptospir 


ce 19135 
cales; M 


34093 


les; Pis 


R 


aceae; 


uccinisp 


acteriov 


99729 


les; Pis 


ricketts 


ref 
ence 
Veil 
ref 


NR_025230.1 
214009 

lonellaceae; 

NR_025029.1 


ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref|NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref |NR_026423.1 
135552 313703 
obacterales; Des 


w 


ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref|NR_025962.1 
chia muris Bacte 


ref |NR_025930.1 
73 3833552 Rumino 
cus. 


ref |NR_025901.1 


ref|NR_025762.1 
la. 
ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides 
ref |NR_029361.1 
e 15032 16427 
a. 
ref |NR_029243.1 
7 #192822 Methyl 
ethylococcaceae; 


ref|NR_029183.1 


ref |NR_029135.1 
6 342344 Hydrog 
cirickettsiaceae 
ref|NR_029128.1 


bium. 
NR_028907.1 


hodo. 
ref 


ref|NR_028868.1 
9 Succinispira 
ira. 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


iace 
ref 


ae; Thiomicr 
NR_028660.1 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Papillibacter 
9 Papillibacter 
apillibacter. 
Desulfotalea arctica 


arctica Bacteria; 


talea. 
Desulfocapsa 

3 Desulfocapsa 

ulfobulbaceae; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 


obacterales Family III. 


Dialister pneumosintes 
ter pneumosintes 


Ehrlichia muris strain 
ria; Proteobacteria; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Bacteroides capillosus 
oides capillosus 


Leptospira interrogans 
Leptospira interrogans 


Methylomonas 

omonas aurantiaca 
Methylomonas. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Hydrogenovibrio 
enovibrio marinus 
Hydrogenovibrio. 
Rhodobium orientis 


, 


0 Rhodobium orientis Bacteria; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


Succinispira mobilis 


mobilis Bacteria; 


Bacteriovorax marinus 
marinus Bacteria; 
riovorax. 
Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira frisia 


’ 


83 Thiomicrospira frisia Bacteria; 


ospira. 


Thiomicrospira 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


strain HI 11/12 1 
Bacteria; Aquific 


strain GD521 16S 


Firmicutes; Bacillales; Staphylococcus. 

412704 Bacteria_16S 1737806 1737848 12 54 gi| 219878383 |ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 

412704 Bacteria_16S 1970304 1970374 12 82 gi|219878215|ref|NR_025354.1| Azospirillum 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 1970533 Azospirillum 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Azospirillum. 

412704 Bacteria_16S 2022368 2022438 12 82 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

412704 Bacteria_16S 2250337 2250407 12 82 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

412704 Bacteria_16S 2251862 2251932 12 82 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

412704 Bacteria_16S 2335451 2335521 11 81 gi|219857505|ref|NR_025093.1| Paracoccus methylutens 
strain DM12 16S ribosomal RNA, partial sequence 2334350 2335705 Paracoccus methylutens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

412704 Bacteria_16S 2473578 2473656 12 90 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

412704 Bacteria_16S 2543870 2543908 14 52 gi| 219857348 |ref|NR_024936.1| Hydrogenophaga 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
412704 Bacteria_16S 2926625 2926695 11 81 gi|219856839|ref|NR_024658.1| Paracoccus 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

412704 Bacteria_16S 2931144 2931186 12 54 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

412704 Bacteria_16S 2996380 2996458 12 90 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

412704 Bacteria_16S 3026607 3026680 8 82 gi|219846906|ref|NR_026498.1| Phenylobacterium 
immobile strain E 16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
412704 Bacteria_16S 3067736 3067790 13 67 gi|219846877|ref|NR_026469.1| Gemella palaticanis 


strain M663-98-1 
Firmicutes; Bacil 
4 
strain DSM 10020 
Firmicutes; Clost 


strain LLAP12 16S 


Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Leg 
412704 Bacteria_16S 3353733 3353775 12 54 gi|219846682 
strain FB2 16S ribosomal RNA, partial sequence 3352589 33540 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
412704 Bacteria_16S 3526045 3526115 12 82 gi| 219846559 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 35264 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
412704 Bacteria_16S 3587161 3587251 12 102 gi| 219846518 
strain JB13 16S ribosomal RNA, partial sequence 3585997 35874 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 
412704 Bacteria_16S 3597905 3597979 8 82 gi|219846509 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 35967 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
412704 Bacteria_16S 3799782 3799864 8 90 gi| 219846363 


strain PS6 16S ri 
Tenericutes; Moll 


412704 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 
4 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


1231467 1231545 12 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1434208 1434298 12 102 gi 
ribosomal RNA, partial sequence 


90 gi 


ri 


Incertae Se 


81 gi 


lales; Bacillales Family XI. 
3232308 3232378 11 

ridia; Clostridiales; Clostridiales Fami 
3267078 3267120 12 54 gi 


ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3868069 3868107 14 52 gi 
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ridia; Clostridiales; Lachnospiraceae; Oribacterium. 
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tes; Bacillales; Staphylococcus. 

658790 658859 13 82 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Anaerostipes. 
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Helcococcus sueciensis 
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412704 Bacteria_16S 1670796 1670865 13 82 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
412704 Bacteria_16S 1734749 1734818 13 82 gi|219878385|ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
412704 Bacteria_16S 1920215 1920268 14 67 gi|219878248|ref|NR_025387.1| Chryseobacterium 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
412704 Bacteria_16S 1979507 1979584 13 90 gi|219878209|ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
412704 Bacteria_16S 2314258 2314327 12 81 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

412704 Bacteria_16S 2380810 2380887 13 90 gi|219857473|ref|NR_025061.1| Mycoplasma caviae 
strain G122 16S ribosomal RNA, partial sequence 2379691 2381146 Mycoplasma caviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
412704 Bacteria_16S 2388451 2388527 12 89 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
412704 Bacteria_16S 2394562 2394615 14 67 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 
strain Loup-1 16S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 


412704 Bacteria_16S 2477940 2478017 13 90 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 
strain 3T 16S ribosomal RNA, partial sequence 2476824 2478244 Mycoplasma indiense Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

412704 Bacteria_16S 2486973 2487050 13 90 gi|219857392|ref|NR_024980.1| Mycoplasma spumans 
strain PG13 16S ribosomal RNA, partial sequence 2485849 2487317 Mycoplasma spumans Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

412704 Bacteria_16S 2526317 2526386 13 82 gi|219857360|ref|NR_024948.1| Campylobacter 


hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal RNA, partial sequence 2525204 2526622 
Campylobacter hyointestinalis subsp. lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
ampylobacterales; Campylobacteraceae; Campylobacter. 
12704 Bacteria_16S 2569903 2569972 13 82 gi| 219857288 |ref|NR_024919.1| Clostridium 
rigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
rigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

12704 Bacteria_16S 2573012 2573081 13 82 gi|219857286|ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
412704 Bacteria_16S 2645315 2645352 12 49 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
412704 Bacteria_16S 2681408 2681488 12 92 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 
4 
1 
1 
4 


-& hohe 


12704 Bacteria_16S 2721827 2721868 13 54 gi|219857174|ref|NR_024802.1| Sulfurovum 
ithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
ithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 
12704 Bacteria_16S 2727979 2728083 11 116 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

412704 Bacteria_16S 2842218 2842251 6 39 gi| 219856896 |ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

12704 Bacteria_16S 2908370 2908439 12 81 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
itulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
itulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
12704 Bacteria_16S 2909916 2909985 12 81 gi|219856850|ref|NR_024669.1| Staphylococcus 
asteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
asteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 
12704 Bacteria_16S 2913002 2913071 12 81 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

412704 Bacteria_16S 2917631 2917700 12 81 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
a 
4 


STD RQ Ga 


rlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 
12704 Bacteria_16S 3032775 3032844 13 82 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
412704 Bacteria_16S 3090291 3090360 12 81 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 


412704 Bacteria_16S 3111149 3111222 12 85 gi|219846848|ref|NR_026440.1 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 311146 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 
412704 Bacteria_16S 3158102 3158171 13 82 gi| 219846817 |ref|NR_026409.1 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 315844 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

412704 Bacteria_16S 3174716 3174793 12 89 gi|219846805|ref|NR_026397.1 


mathranii strain 


Bacteria; 


Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivib 
412704 Bacteria_16S 3299025 3299094 13 82 gi| 219846722 |ref|NR_026314.1 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 329934 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 
412704 Bacteria_16S 3302065 3302134 13 82 gi|219846720|ref|NR_026312.1 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bact 
Clostridia; Clostridiales; Blautia. 

412704 Bacteria_16S 3303633 3303702 12 81 gi|219846719|ref|NR_026311.1 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus 
Firmicutes; Bacillales; Salinicoccus. 
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6S ribosomal RNA, partial sequence 295056 29653 
Epsilonproteobacteria; Campylobacterale 
412704 Bacteria_16S 
strain CK74 16S ribosomal RNA, partial sequence 


81 gi 


265679013 
1 sequence 
biales; 
265678937 


idiales; 
265678863 


S; 
265678593 


Clostridium. 


3978437 3979693 Cytoph 
xibacteraceae; 
ref 

75652 
Chloro 
ref 
al sequence 188349 189802 
Clost 
ref 
6 Helicobacter mustelae Bacteria; 
Helicobacte 
ref 
683287 684723 Clostridium acidisoli Bacteria; 
Clostridiaceae; 


Cytophaga. 
NR_029321.1 
77039 
biaceae; Chl 
NR_029245.1 


ridiaceae; C 
NR_029169.1 


raceae; Heli 


aga aurantiaca Bacteria; 


Chlorobaculum 
Chlorobaculum 
orobaculum. 
Clostridium 
Clostridium 
lostridium. 
Helicobacter mustelae 


cobacter. 


NR_028898.1 


Clostridium acidisoli 


412704 Bacteria_16S 695192 695228 12 48 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

412704 Bacteria_16S 907316 907352 12 48 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

412704 Bacteria_16S 979756 979824 14 82 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 


strain II-2 16S r 
acteroidetes; 
12704 Bacteria_16S 
apovorans strain 


autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 

Sulfurimonas. 

412704 Bacteria_16S 1101231 1101299 13 81 gi|265678309|ref|NR_028611.1 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 11015 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

412704 Bacteria_16S 1157294 1157362 13 81 gi|228721492|ref|NR_027615.1 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Strept 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacil 
412704 Bacteria_16S 1192081 1192137 11 67 gi|228715750|ref|NR_027538.1 
strain EX-H1 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

412704 Bacteria_16S 1207328 1207396 13 81 gi|228715354|ref|NR_027526.1 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Cateni 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
412704 Bacteria_16S 1360060 1360100 12 52 gi|228720024|ref|NR_027587.1 


thailandensis str 
thailandensis E26 


B 
4 
s 
B 
4 


acteria; 


Burkholderia; 


4 


412704 Bacteria_16S 
strain B8 16S ribosomal RNA, partial sequence 
Proteobacteria; 


Firmicutes; 
12704 Bacteria_16S 
autotrophica stra 


ibosomal RNA, partial sequence 

hingobacteria; Sphingobacteriales; 
993793 993861 13 81 
OM 16S ribosomal RNA, 
Clostridia; Clostridiales; 
1054703 1054771 13 81 


Sp 


ain E264 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 
pseudomallei group. 


1549311 1549351 12 52 


1550777 1550817 12 52 


Sap 
gi 
complete sequence 
Syntro 

gi 
in OK10 16S ribosomal RNA, partial sequence 


gi 
1548180 15495 
Betaproteobacteria; Burkholderiales; Aquabacterium. 
12704 Bacteria_16S 
strain B6 16S ribosomal RNA, partial sequence 


gi 
1549646 15510 


978631 98004 
rospiraceae; 


265678382 


265678341 


partial sequence 
Betaproteobacteria; 


219857245 


219857244 


99261 
phomonadac 


ref 


eae; 
ref 


ref 


ref 


1053566 10550 


1358923 13604 
Burkholderiales; 


95 Aquabacterium 


61 Aquabacterium 


NR_028684.1 


NR_028643.1 
0 


1, 


NR_024875.1 


NR_024874.1 


8 Lewinella cohaerens Bacteria; 
Lewinella. 


Syntrophomonas 


4 994134 Syntrophomonas sapovorans 
Syntrophomonas. 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Streptobacillus 
obacillus moniliformis 
lus. 

Persephonella marina 
marina EX-H1l Bacteria; 


Catenibacterium 

bacterium mitsuokai DSM 

eae; Catenibacterium. 
Burkholderia 

0 Burkholderia 
Burkholderiaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

412704 Bacteria_16S 1552245 1552285 12 52 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

412704 Bacteria_16S 1577697 1577753 11 67 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

412704 Bacteria_16S 1617426 1617494 14 82 gi|219878465|ref|NR_025604.1| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

412704 Bacteria_16S 1618949 1619017 14 82 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

412704 Bacteria_16S 1620472 1620540 14 82 gi|219878463|ref|NR_025602.1]| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

412704 Bacteria_16S 1621995 1622063 14 82 gi|219878462|ref|NR_025601.1]| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

412704 Bacteria_16S 1973228 1973296 13 81 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

412704 Bacteria_16S 2232044 2232100 11 67 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

412704 Bacteria_16S 2308214 2308254 12 52 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

412704 Bacteria_16S 2474932 2474980 15 63 gi|219857400|ref|NR_024988.1| Mycoplasma 


cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2473825 2475268 Mycoplasma 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 276850 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Co 
Dietziaceae; Dietzia. 

412704 Bacteria_16S 3019085 3019153 12 80 gi|219846911|ref|NR_026503.1 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacte 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

412704 Bacteria_16S 3142770 3142838 13 81 gi| 219846827 |ref|NR_026419.1 


strain 2045-94 16 
irmicutes; 


F 
4 
1 
Bacteria; 
4 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
412704 Bacteria_16S 3590249 3590289 12 52 gi|219846516|ref 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 35906 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 
412704 Bacteria_16S 3596378 3596446 13 81 gi|219846511|ref 
strain 743A 16S ribosomal RNA, partial sequence 3595254 35967 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
412704 Bacteria_16S 3804307 3804347 12 52 gi|219846360|ref 


strain 18323 16S 
Proteobacteria; 
4 


Proteobacteria; 


strain HY-35-12 1 
Firmicutes; 


strain GB8-1 16S 
Firmicutes; 


Schlegelella. 

412704 Bacteria_16S 183246 183285 13 52 gi| 265678941 |ref|NR_029249.1 
strain 6VI 16S ribosomal RNA, partial sequence 182124 18361 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

412704 Bacteria_16S 271841 271880 13 52 gi| 265678879 |ref|NR_029185.1 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
412704 Bacteria_16S 286973 287012 13 52 gi| 265678869 |ref|NR_029175.1 


strain 01008 16S 
Tenericutes; Moll 


412704 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


412704 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; 


strain 9A01 16S r 
Proteobacteria; 


strain 4B02 16S r 
Proteobacteria; 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


412704 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; 


strain B2 16S rib 
Proteobacteria; 


412704 Bacteria_16S 


Bacil 
12704 Bacteria_16S 
ipolytica strain 
Firmicu 
12704 Bacteria_16S 
strain Feox-1 16S 


B 
12704 Bacteria_16S 
strain SS-1 16S r 
B 
412704 Bacteria_16S 


Clost 
412704 Bacteria_16S 


Clost 
412704 Bacteria_16S 
thermodepolymeran 
thermodepolymeran 


G 
412704 Bacteria_16S 


G 
412704 Bacteria_16S 


G 
412704 Bacteria_16S 


G 
412704 Bacteria_16S 


G 
412704 Bacteria_16S 


2768143 2768171 8 36 gi 


S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3235400 3235468 13 


Incertae 
81 gi 
tes; Clostridia; Clostridiales; 
3270028 3270068 12 52 
ribosomal RNA, complete sequence 


gi 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
3854397 3854437 12 52 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Le 
4025829 4025897 13 81 gi 
ridia; Clostridiales; Clostridiaceae; 
4086514 4086582 13 81 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
4190203 4190243 12 52 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


osomal RNA, partial sequence 
ammaproteobacteria; 
805491 805546 


Pseudomonadales; M 
12 67 gi 


3141609 31431 
JW265 16S ribosomal RNA, partial sequ 
Syntro 


3268876 32703 


3803146 38046 


3853246 38547 


6S ribosomal RNA, partial sequence 4024698 40261 


4085324 40868 


285875 28729 


752344 75366 


219857139|ref 


Sedis; Gemella 
219846764|ref 
ence 32342 
phomonadac 
219846741 


eae; 
ref 


caligenace 
219846326 


ae; 
ref 


ptothrix. 

219846206|ref 
Clostridiu 
219846162 


m. 
ref 


eae; Syntr 
219846083 
1 sequence 
bacteria; 


opho: 
ref 


rs 


Burk 


595069 595124 12 67 gi|265678656|ref|NR_028961.1 

n ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 
ria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Fae 
746541 746607 23 90 gi| 265678549 |ref|NR_028853.1 
ibosomal RNA, partial sequence 745469 746793 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
747916 747982 23 90 gi| 265678548 |ref|NR_028852.1 
ibosomal RNA, partial sequence 746844 748168 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
749291 749357 23 90 gi| 265678547 |ref|NR_028851.1 
ibosomal RNA, partial sequence 748219 749543 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
750666 750732 23 90 gi| 265678546 |ref|NR_028850.1 

in 7N16 16S ribosomal RNA, partial sequence 749594 750918 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
752041 752107 23 90 gi| 265678545 |ref|NR_028849.1 
ribosomal RNA, partial sequence 750969 752293 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
753416 753482 23 90 gi|265678544|ref|NR_028848.1 


oraxellaceae; 


98 3235755 Thermo 


189049 419056 


8 Acinetobacter 


NR_024767.1 


NR_026356.1 

Thermosyntr 
NR_026333.1 
NR_026108.1 
NR_026103.1 
NR_025951.1 
Bordetella. 


NR_025916.1 


NR_025796.1 


NR_025752.1 


82 Syntrophomonas 


monas. 
NR_025673.1 


holderiales; 


Acinetobacte 


265678509 |ref 


Dietzia 
5 Dietzia 
rynebacterineae; 


Thermus oshimai strain 
ria; Deinococcus- 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Syntrophomonas curvata 
curvata Bacteria; 


Schlegelella 
Schlegelella 
Comamonadaceae; 


5 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Clostridium 
Clostridium 
Butyrivibrio. 
Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Faecalibacterium 
Faecalibacterium 
calibacterium. 
Acinetobacter tandoii 
tandoii Bacteria; 

r. 

Acinetobacter gerneri 
gerneri Bacteria; 

r. 

Acinetobacter bouvetii 
bouvetii Bacteria; 

r. 

Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 

a 

Acinetobacter baylyi 
baylyi Bacteria; 

r. 


NR_028812.1 


Anaeroglobus geminatus 


strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 


psychrophila stra 
psychrophila Bact 
Desulfotalea. 


strain T-3 16S ri 
Bacteroidetes; Sp 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 
4 


4 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 
1279 16S ribosoma 
Deinococcus-Thermus; 
12704 Bacteria_16S 
DSM 16795 16S rib 


1 RNA, partial sequence 

Deinococci; Thermales; 
1177059 1177098 13 

osomal RNA, partial sequence 


Thermaceae; 
52 gi 


1157686 1159115 Meiot 
Meiothermus. 
228718376 
1175949 11773 


927531 927586 12 67 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
in LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

975349 975416 14 81 gi|265678394|ref|NR_028696.1| Lewinella persicus 
bosomal RNA, partial sequence 974224 975642 Lewinella persicus Bacteria; 
hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

1027265 1027320 12 67 gi|265678360|ref|NR_028662.1| Desulfobacca 
n ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
ria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 

1158773 1158840 13 80 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 


hermus ruber DSM 1279 Bacteria; 
ref|NR_027573.1| Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

412704 Bacteria_16S 1733250 1733289 13 52 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

412704 Bacteria_16S 2186658 2186712 12 67 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

412704 Bacteria_16S 2194209 2194276 13 80 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

412704 Bacteria_16S 2630043 2630110 13 80 gi|219857239|ref|NR_024867.1| Thermus scotoductus 


strain Se-1 16S r 


Deinococcus-Thermus; 
412704 Bacteria_16S 


strain LS-13 16S 
Proteobacteria; 

4 
strain HN3-7 16S 


G 


Deinococcus-Thermus; 
412704 Bacteria_16S 


strain RF-4 16S r 
Deinococcus-Therm 


412704 Bacteria_16S 


strain GY-1 16S r 
Deinococcus-Therm 
4 
fibrisolvens stra 
fibrisolvens Bact 


412704 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 
4 
strain 4229 16S r 
Tenericutes; Moll 


412704 Bacteria_16S 


strain YT-1 16S r 
Deinococcus-Therm 


412704 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


412704 Bacteria_16S 


strain WoG13 16S 

Firmicutes; Clost 
4 
strain 3-p 16S ri 
roteobacteria; A 


P 
4 
gasicomitatum str 
gasicomitatum LMG 
4 
chilensis strain 

Bacteria; Proteob 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


ibosomal RNA, partial sequence 


ammaproteobacteria; Legionellales; Legio 
3020610 3020677 13 80 gi 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3022132 3022199 13 80 gi 


ibosomal RNA, partial sequence 


Hu 


icutes; Acholeplasmatales; Acholeplasmat 
3860378 3860417 13 52 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2628913 26303 


Deinococci; Thermales; Thermaceae; Thermus. 
2991868 2991903 12 47 gi| 219846929 
ribosomal RNA, partial sequence 2990709 29921 


hermus. 


219846909 
3021006 30224 


aceae; 


3878809 3878876 13 80 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; 
305215 305293 12 90 gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
666423 666501 12 90 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
743649 743719 12 81 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

857137 857207 12 82 gi 
ain TB1-10 16S ribosomal RNA, partial 

18811 Bacteria; Firmicutes; Lactobaci 
999957 1000035 12 90 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


Thermaceae; T 


ea 


Rh 


se 
11 


ce 
ha 


412704 Bacteria_16S 


1122576 1122614 14 52 gi 


219846310 
3877677 38791 


hermus. 


265678857 
304028 30558 


265678605 
665236 66673 


e; Pelos 


265678551 
742578 74395 


odospiri 


265678474 


quence 


ales; Le 


265678378 


99880 
les; Pis 


228715451 


serovar 3 str. ATCC 27815 16S ribosomal RNA, partial sequence 
serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


nellacea 
219846910 
3019481 30209 


Achol 
219846322 
3859256 38606 


81 Thermus scotoductus Bacteria; 


ref|NR_026521.1| Fluoribacter gormanii 
58 Fluoribacter gormanii Bacteria; 
e; Fluoribacter. 
ref|NR_026502.1| Thermus antranikianii 
55 Thermus antranikianii Bacteria; 


ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


us; Deinococci; Thermales; Thermaceae; Thermus. 

3139664 3139731 13 80 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
ibosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 
us; Deinococci; Thermales; Thermaceae; Meiothermus. 

3763740 3763779 13 52 gi|219846390|ref|NR_025981.1| Butyrivibrio 
in ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
eria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

3790673 3790712 13 52 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 


eplasma. 
ref|NR_025912.1| Mycoplasma imitans 
94 Mycoplasma imitans Bacteria; 


ref|NR_025900.1| Thermus aquaticus 
46 Thermus aquaticus Bacteria; 


ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_028910.1| Pelospora glutarica 
5 Pelospora glutarica Bacteria; 


pora. 

ref|NR_028855.1| Rhodocista pekingensis 

0 Rhodocista pekingensis Bacteria; 

llaceae; Rhodocista. 

ref|NR_028777.1| Leuconostoc 
855982 857475 Leuconostoc 

uconostoc. 

ref|NR_028680.1| Thiomicrospira 

0 1000269 Thiomicrospira chilensis 

cirickettsiaceae; Thiomicrospira. 

ref|NR_027532.1| Ureaplasma parvum 


R 


121455 1122893 Ureaplasma parvum 


DSM 4359 16S ribo 
Thermotogae; Ther 


gonidiaformans st 
gonidiaformans AT 


strain IH003 16S 
Firmicutes; Lacto 


strain 462/2 16S 
Tenericutes; Moll 


strain MMP-4 16S 
Tenericutes; Moll 


phocicerebrale st 
phocicerebrale Ba 


strain DSM5578 16 
Firmicutes; Lacto 


strain IH25 16S r 
Firmicutes; Lacto 


strain 383 16S ri 
Tenericutes; Moll 


strain DC333 16S 
Tenericutes; Moll 


strain TB 16S rib 
Tenericutes; Moll 


strain CH20247 16 
Tenericutes; Moll 


strain 1219 16S r 
Tenericutes; Moll 


subterraneus stra 
subterraneus Bact 


periodonticum str 
periodonticum Bac 


nucleatum subsp. 
nucleatum subsp. 


strain UIA 16S ri 
Tenericutes; Moll 


strain D6-1 16S r 
Tenericutes; Moll 


strain 275c 16S r 
Tenericutes; Moll 


strain PG51 16S r 
Tenericutes; Moll 
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strain UC/MF 16S 
Tenericutes; Moll 


412704 Bacteria_16S 


strain B9 16S rib 
Proteobacteria; A 


412704 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


412704 Bacteria_16S 
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412704 Bacteria_16S 
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412704 Bacteria_16S 
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412704 Bacteria_16S 
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1202790 1202868 12 90 gi 
motogales; Thermotogaceae; Thermotoga. 
1358596 1358633 13 50 gi 
rain ATCC 25563 16S ribosomal RNA, par 
Cc 25563 Bacteria; Fusobacteria; Fusob 
2177599 2177669 12 82 gi 
ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2207848 2207890 12 54 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212373 2212419 8 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ti 
ac 


gi 


S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420625 2420695 12 82 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2479407 2479453 8 54 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482426 2482472 8 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485449 2485495 8 54 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488481 2488527 8 54 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491505 2491551 8 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3701000 3701038 14 52 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3753059 3753105 8 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3759107 3759153 8 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3780225 3780271 8 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3898982 3899049 12 81 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3909632 3909670 14 52 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


ho 


228715358 
somal RNA, partial sequence 1201630 1203111 Thermotog 


228720055 


al seque 
teriales 


219857615 
2176454 21779 


219857594 
2206719 22081 


219857591 
2211275 22127 


2417916 24194 


219857446 
2419471 24209 


219857397 
2478295 24797 


219857395 
2481316 24827 


219857393 
2484337 24857 


219857391 
2487368 24888 


219857389 
2490394 24918 


2823986 2824064 12 90 gi| 219856908 
in HGP1 16S ribosomal RNA, partial sequence 
eria; Aquificae; Aquificales; Aquificaceae; Hydr 

3619132 3619169 13 50 gi| 219846493 
ain EK1-15 16S ribosomal RNA, partial sequence 
teria; Fusobacteria; Fusobacteriales; Fusobacter 

3621894 3621931 13 50 gi|219846491 


fusiforme strain SOR 16S ribosomal RNA, partial 
fusiforme Bacteria; Fusobacteria; Fusobacteriale 
3690512 3690558 8 54 gi|219846444 


3689398 36908 


219846436 
3699882 37013 


219846397 
3751943 37534 


219846393 
3757993 37594 


219846377 
3779118 37805 


219846296 
3897893 38992 


dobacter 


219846288 
3908492 39099 


3911161 3911199 14 52 gi 


219846287 


canigenitalium strain D6P-C 16S ribosomal RNA, partial sequence 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


ref |NR_027530.1 


a neapolitan 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Fusobacterium 
0 1358872 Fusobacterium 
; Fusobacteriaceae; Fusobacterium. 
ref|NR_025204.1| Leuconostoc inhae 
27 Leuconostoc inhae Bacteria; 


ref 
nce 


NR_027588.1 
135754 


ref|NR_025182.1| Mycoplasma dispar 
93 Mycoplasma dispar Bacteria; 


ref|NR_025179.1] Mycoplasma columborale 
23 Mycoplasma columborale Bacteria; 


2282581 2282627 8 54 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
rain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2419070 2419140 12 82 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_024729.1 

2822817 282431 
ogenobacter. 
ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref|NR_026083.1 
sequence 362084 


Hydrogenobacter 
3 Hydrogenobacter 


Fusobacterium 
8 Fusobacterium 
erium. 

Fusobacterium 
0 3622170 Fusobacterium 
s; Fusobacteriaceae; Fusobacterium. 
ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025984.1] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025886.1| Ahrensia kielensis 
99 Ahrensia kielensis Bacteria; 
aceae; Ahrensia. 

ref|NR_025878.1| Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


ref|NR_025877.1| Ureaplasma 
3910020 3911499 Ureaplasma 


strain FF3 16S ri 
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146729 146797 13 82 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


strain Ben 16S ri 
Tenericutes; Moll 


strain ATCC 23392 
Tenericutes; Moll 


abactoclasticum s 
abactoclasticum B 


barnesii strain S 
Bacteria; Proteob 
4 
DSM 15641 16S rib 
acteria; Actinob 
ryptobacterium. 


sychrophilus str 
sychrophilus Bac 


B 
c. 
4 
p 
p 
4 
halotolerans stra 
halotolerans Bact 
4 
gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 

4 
Och 149 16S ribos 
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277953 278006 13 66 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
279447 279488 13 54 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
299131 299200 13 82 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
981242 981310 13 82 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
1208846 1208923 18 94 gi 
osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacteri 


gi 


1285486 1285555 12 81 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1287043 1287112 12 81 gi 
in YKJ-101 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Jeotgali 
1337293 1337361 13 82 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1352601 1352669 13 
omal RNA, partial sequence 


82 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


4 
strain MP145 16S 
Tenericutes; Moll 


strain 105 16S ri 
Tenericutes; Moll 


strain 852 16S ri 
Tenericutes; Moll 


spermatophilum st 
spermatophilum Ba 


strain HRC292 16S 
Tenericutes; Moll 
4 
strain MH5408 16S 
Tenericutes; Moll 


strain 4822 16S r 
Tenericutes; Moll 


strain M432/72 16 
Tenericutes; Moll 


olearium strain §S 
Bacteria; Firmicu 


strain IM1 16S ri 
Proteobacteria; A 
4 
strain M165/69 16 
Tenericutes; Moll 


strain SH 106 16S 
Planctomycetes; P 
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1393147 1393188 13 54 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2279559 2279596 8 45 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2281078 2281119 13 54 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2368764 2368805 13 54 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2370246 2370323 13 90 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371757 2371798 13 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2476427 2476464 15 52 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489994 2490031 8 45 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2505077 2505146 13 82 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2663248 2663314 14 82 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
3754588 3754629 13 54 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
217185 217221 12 48 gi 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
910383 910447 17 81 gi 


gi 


265678965 


145646 14699 


hodobacter 
265678875 


276812 27827 


265678874 
27832 


265678861 
equence 

roplasmata 
265678390 
ce 98009 
obacterale 
228715352 


1207714 12091 


ales; Cori 
219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
228721486 
equence 
eobacteria 


228720499 


1351515 1352883 Roseo 


hodobacter 
228716184 


1392046 13934 


219857547 


2278443 22799 


219857546 


2279959 22814 


219857481 
sequence 
lasmatacea 

219857480 


2369126 23705 


219857479 


2370638 23720 


219857399 


2475319 24767 


219857390 


2488881 24903 


219857379 

25039 

spiraceae; 
219857215 


2662145 26634 


locystacea 
219846396 


3753459 37549 


265678918 


216053 21755 


nctomyceta 
265678438 


xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 


ref|NR_029180.1 
1 279763 Mycopl 


Mycoplasma gateae 
asma gateae Bacteria; 


ref|NR_029167.1] Anaeroplasma 

298000 299445 Anaeroplasma 
les; Anaeroplasmataceae; Anaeroplasma. 
ref|NR_028692.1| Sulfurospirillum 
9 981569 Sulfurospirillum barnesii 
s; Campylobacteraceae; Sulfurospirillum. 
ref|NR_027524.1| Cryptobacterium curtum 
42 Cryptobacterium curtum DSM 15641 
obacterineae; Coriobacteriaceae; 


ref|NR_025644.1 


- Jeotgalicoccus 
1284334 128584 


0 Jeotgalicoccus 


ref|NR_025643.1 


El Jeotgalicoccus 
1285891 128739 


6 Jeotgalicoccus 


ref|NR_027609.1 
1336206 133758 
Rhodobacterale 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


, 


Roseobacter litoralis 
Och 149 Bacteria; 


ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobacter. 

ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_025135.1| Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025069.1 

2367647 236907 
e; Mycoplasma. 
ref|NR_025068.1| Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


Mycoplasma 
5 Mycoplasma 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_024987.1| Mycoplasma fastidiosum 
73 Mycoplasma fastidiosum Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024967.1| Sporobacterium 

25 2505435 Sporobacterium olearium 
Sporobacterium. 

ref|NR_024843.1| Methylopila capsulata 
75 Methylopila capsulata Bacteria; 

e; Methylopila. 

ref |NR_025987.1| Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 
ref|NR_028740.1| Clostridium 

909211 910743 Clostridium 


4 
paucivorans strai 
Bacteria; Firmicu 
4 
azorense Az-Ful s 
azorense Az-Ful B 


ferrooxidans stra 
Bacteria; Nitrosp 


strain IL371 16S 
Tenericutes; Moll 


strain B1/Tl1 16S 
Tenericutes; Moll 


strain 087-AZ-H 1 
Proteobacteria; G 


strain L2 16S rib 
Proteobacteria; G 


extorquens strain 
extorquens Bacter 
Methylobacterium. 
4 
strain SGT-108 16 
Proteobacteria; G 
4 
strain SGT-39 16S 
roteobacteria; G 


P 
4 
pratensis strain 
Bacteria; Proteob 
4 
strain 70-159 16S 
Tenericutes; Moll 


columbinasale str 
columbinasale Bac 
4 
ATcC 700122 16S r 
Actinobacteria; C 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 

4 
strain DSM 6984 1 
Proteobacteria; B 


412704 Bacteria_16S 


nucleatum subsp. 


Fusobacteriaceae; 


412704 Bacteria_16S 


Isley 16S ribosom 
Mollicutes; Mycop 
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strain FT2-B 16S 
Tenericutes; Moll 
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strain Kol5a 16S 
Aquificae; Aquifi 
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412704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


412704 Bacteria_16S 


12704 Bacteria_16S 


Fusobacterium nucleatum subsp. 


1237529 1237569 12 52 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1242090 1242146 11 67 gi 


acteria; Aquificae; Aquificales; Hydro 
1432680 1432756 13 89 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
2389975 2390007 13 45 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483942 2483974 13 45 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2990331 2990367 12 48 gi 


ammaproteobacteria; Legionellales; Leg 
3268496 3268532 12 48 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3939717 3939785 14 82 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


4068169 4068205 12 48 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
4069708 4069744 12 48 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
4084998 4085038 12 52 gi 
F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 
302138 302177 13 52 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379304 2379345 13 54 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2520265 2520348 12 95 gi 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
3238549 3238572 12 35 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


gi 


3523074 3523097 12 35 gi 
etaproteobacteria; Rhodocyclales; Rhod 
3620513 3620550 13 50 gi 


animalis strain NCTC 12276 16S ribosom 


Fusobacterium. 

3757597 3757636 13 
al RNA, partial sequence 
lasmataceae; Mycoplasma. 
3908108 3908143 17 52 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
291600 291678 12 90 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 


52 gi 


gi 
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selenitireducens 
selenitireducens 
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strain 128 16S ri 
Tenericutes; Moll 
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strain RG-2C 16S 
Tenericutes; Moll 


959972 960001 7 36 gi| 265678405 
strain MLS10 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; B 

2198789 2198835 8 54 gi| 219857600 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2213873 2213919 8 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


train Az-Ful 16S ribosomal RNA, partia 


2388858 23902 


2482825 24842 


6S ribosomal RNA, partial sequence 2989207 29906 


3267345 32688 


4067035 40685 


4068567 40700 


300996 30245 


2519150 25206 


6S ribosomal RNA, partial sequence 3521933 35234 


animalis Bacteria; 


3756485 3757942 Mycop 


3906969 39084 


290399 29196 


2197691 21991 


219878251 
ence 12363 
spiraceae; 
219878120 
1 sequence 
genotherma 
224581434 
ence 14315 
eptospiril 
219857467 


219857394 


219846930 


ionellacea 
219846742 


ionellacea 
219846266 
equence 

a; Rhizobi 


219846174 


iellaceae; 
219846173 


iellaceae; 
219846163 
e 40838 
ilales; Me 
265678859 


219857474 

uence 

asmataceae 
219857364 


obacterine 
219846762 
equence 

a; Desulfo 


219846561 
oc 


219846492 
al RNA, pa 


219846394 


219846289 


265678866 


yclaceae; 


Fusobacteria; 


ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025259.1 

1240965 124241 
ceae; Sulfurihyd 
ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_025055.1| Mycoplasma microti 
92 Mycoplasma microti Bacteria; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 

Leptospirillum 
pirillum ferrooxidans 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_026522.1| Legionella tucsonensis 

58 Legionella tucsonensis Bacteria; 

e; Legionella. 

ref |NR_026334.1| Legionella lytica 

25 Legionella lytica Bacteria; 

e; Legionella. 

ref|NR_025856.1 
3938625 394003 

ales; Methylobac 


Methylobacterium 
1 Methylobacterium 
teriaceae; 


’ 


ref|NR_025764.1| Aquicella siphonis 
16 Aquicella siphonis Bacteria; 


Aquicella. 

ref|NR_025763.1| Aquicella lusitana 
48 Aquicella lusitana Bacteria; 
Aquicella. 

ref|NR_025753.1| Methylobacillus 

73 4085273 Methylobacillus pratensis 
thylophilaceae; Methylobacillus. 
ref|NR_029165.1| Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


ref|NR_025062.1 


= Mycoplasma 
2378183 237964 


0 Mycoplasma 


; Mycoplasma. 
ref|NR_024952.1| Slackia exigua strain 
14 Slackia exigua ATCC 700122 Bacteria; 
ae; Coriobacteriaceae; Slackia. 
ref|NR_026354.1| Desulfofustis 

3237371 3238917 Desulfofustis 
bacterales; Desulfobulbaceae; 
ref|NR_026153.1| Thauera aromatica 
32 Thauera aromatica Bacteria; 
; Thauera. 
ref|NR_026084.1| Fusobacterium 
rtial sequence 3619459 3620789 


Fusobacteriales; 


Mycoplasma alvi strain 
ria; Tenericutes; 


ref|NR_025985.1 
lasma alvi Bacte 


ref|NR_025879.1| Ureaplasma felinum 
41 Ureaplasma felinum Bacteria; 


ref|NR_029172.1| Aquifex pyrophilus 
2 Aquifex pyrophilus Bacteria; 
ref|NR_028707.1| Bacillus 
958824 960272 Bacillus 
acillus. 
ref|NR_025188.1| Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


219857590 


ref|NR_025178.1| Mycoplasma citelli 


2212774 2214223 Mycoplasma citelli Bacteria; 


strain BbT2g 16S 
Tenericutes; Moll 


strain E42 16S ri 
Tenericutes; Moll 


equigenitalium st 
equigenitalium Ba 


strain PG15 16S r 
Tenericutes; Moll 


strain H/T1 16S r 
Tenericutes; Moll 
caldilitoris Bact 


ovipneumoniae str 
ovipneumoniae Bac 
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leopharyngis stra 
Bacteria; Teneric 


412704 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 
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strain BV1 16S ri 
Tenericutes; Moll 
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strain ATCC 23391 
Tenericutes; Moll 
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californicum stra 
californicum Bact 
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strain CC-1 16S r 
Thermotogae; Ther 
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strain PG14 16S r 
Tenericutes; Moll 
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strain MX9 16S ri 
Tenericutes; Moll 
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strain MK405 16S 
Tenericutes; Moll 


412704 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 
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strain 486 16S ri 
Tenericutes; Moll 
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gallopavonis stra 
Bacteria; Teneric 
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strain H831 16S r 
Tenericutes; Moll 
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strain CH 16S rib 
Tenericutes; Moll 
4 
strain 1340 16S r 
Tenericutes; Moll 
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strain PG30 16S r 
Tenericutes; Moll 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


caldilitoris stra 


412704 Bacteria_16S 


12704 Bacteria_16S 


2215375 2215417 12 54 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2365742 2365784 13 55 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2367252 2367294 13 55 gi 


gi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480916 2480962 8 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3885039 3885081 12 54 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
288455 288496 13 54 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
300649 300690 13 54 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
331139 331208 12 81 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
803998 804039 13 54 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2200292 2200333 13 54 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2201803 2201844 13 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ue 


gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2206323 2206364 13 54 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2209350 2209391 13 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


en 
co 


219857589 
2214274 22157 


219857483 
2364627 23660 


219857482 


2372144 23736 


219857396 
2479798 24812 


3856288 38577 


219846306 
3883911 38853 


265678868 


28734 


265678860 


nce 


smataceae; 
265678840 
329993 33159 


265678510 
802889 80433 


219857599 
2199190 22006 


219857598 
2200688 22021 


2203720 22051 


219857595 


ce 22052 
plasma. 


219857593 
2208244 22096 


2210878 2210919 13 54 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216876 2216917 13 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376282 2376323 13 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


412704 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


2377796 2377837 13 54 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857592 
2209746 22112 


219857588 
2215772 22172 


219857476 
2375159 23766 


219857475 
2376676 2378132 Mycoplasma columbinum Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025071.1| Mycoplasma elephantis 
86 Mycoplasma elephantis Bacteria; 
ref 


NR_025070.1| Mycoplasma 


rain T37 16S ribosomal RNA, partial sequence 2366137 2367596 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2373265 2373307 12 54 gi|219857478|ref|NR_025066.1| Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


2690336 2690414 12 90 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
in IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
eria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 
3751547 3751589 12 54 gi|219846398|ref|NR_025989.1| Mycoplasma 
ain Y-98 16S ribosomal RNA, partial sequence 3750418 3751892 Mycoplasma 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3783262 3783304 12 54 gi|219846375|ref|NR_025966.1| Mycoplasma 
in LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycoplasma leopharyngis 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3857417 3857494 13 90 gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref|NR_029174.1 
1 288773 Mycopl 


Mycoplasma felis 
asma felis Bacteria; 


ref|NR_029166.1 

299496 300945 
Mycoplasma. 
ref|NR_029145.1| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


Mycoplasma 
Mycoplasma 


ref|NR_028813.1| Mycoplasma canis 
3 Mycoplasma canis Bacteria; 


ref|NR_025187.1| Mycoplasma mustelae 
37 Mycoplasma mustelae Bacteria; 


ref|NR_025186.1| Mycoplasma moatsii 
48 Mycoplasma moatsii Bacteria; 


2203325 2203366 13 54 gi|219857597|ref|NR_025185.1| Mycoplasma 
rain 12MS 16S ribosomal RNA, partial sequence 2202199 2203669 Mycoplasma 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2204824 2204865 13 54 gi|219857596|ref|NR_025184.1| Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


ref |NR_025183.1 
20 2206668 Mycopl 


Mycoplasma 
asma gallopavonis 


ref|NR_025181.1] Mycoplasma cynos 
95 Mycoplasma cynos Bacteria; 


ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 


multivorans st 
Bacteria; Prot 


strain DSM 506 
Bacteria; 


strain PG43 16 
Tenericutes; M 


strain DD 16S 
Tenericutes; M 


strain R171 16 
Tenericutes; M 


strain CKK 16S 
Tenericutes; M 


strain IFM 100 
Actinobacteria 


strain IFM 100 
Actinobacteria 


strain IFM 078 
Actinobacteria 


strain IFM 057 
Actinobacteria 


strain IFM 100 
Actinobacteria 


strain YZ-96 1 
Actinobacteria 


strain IFM 024 
Actinobacteria 


412704 Bacteria_16S 


412704 Bacteria_16S 


Thermot 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Bacteria_16S 


412704 Fungi_16S 


412704 Fungi_16S 


412704 Fungi_16S 


412704 Fungi_16S 


412704 Fungi_16S 


412704 Fungi_16S 


2661867 2661933 14 82 gi 
rai 
eob 
2790927 2790996 12 81 gi 
91 
ogae; Thermotogales; Thermotogaceae; 
3756089 3756130 13 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858889 3858930 13 54 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374772 2374804 13 45 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3716031 3716063 13 45 gi 

ribosomal RNA, complete sequence 
ollicutes; Mycoplasmataceae; Mycoplasma. 


10287 10394 8 116 gi 


sr 
oll 
rib 
oll 


sr 
oll 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


v 
1136 1217 8 89 gi 
35 16S ribosomal RNA, partial sequence 1 


’ 


2645 2726 8 89 gi 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


, 


4183 4264 8 89 gi 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 
412704 Fungi_16S 


, 


5743 5824 8 89 gi 


84 16S ribosomal RNA, partial sequence 4616 


; Actinobacteridae; Actinomycetales; Cory 


7299 7380 8 89 gi 
6S ribosomal RNA, partial sequence 


; Actinobacteridae; Actinomycetales; Cory 


8801 8882 8 89 gi 


5 16S ribosomal RNA, partial sequence 7721 


; Actinobacteridae; Actinomycetales; Cory 


yamanashiensis 


yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


412704 Fungi_16S 


11768 11849 8 89 gi 
strain IFM 0265 16S ribosomal RNA, parti 


Nocardiaceae; Nocardia. 


414236 Bacteria_16S 


125513 125568 1 56 gi 


moscoviensis strain NSP M-1 16S ribosomal RNA, partial 


moscoviensis B 


acanthamoebae 


414236 Bacteria_16S 


acteria; Nitrospirae; Nitrospirales; Nitr 
3233890 3233944 1 55 gi 
strain Bn9 16S ribosomal RNA, complete se 


acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parac 


hartmannellae 


hartmannellae Bac 
414236 Bacteria_16S 


ferrireducens 


ferrireducens Bac 
414236 Bacteria_16S 


strain AAFu3 1 
Deferribactere 


mexicanus stra 
Bacteria; 


ATCC 43969 
Bacteria; 

414236 Bact 
ATCC 29909 16S 
Bacteria; 
414236 Bact 
ATCC 33641 16S 
Bacteria; 
414236 Bact 
ATCC 43970 16S 


16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


Proteob 
414236 Bacteria_16S 


Proteob 
eria_16S 


Proteob 
eria_16S 


Proteob 
eria_16S 


1248107 1248161 1 55 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
93242 93295 3 56 gi 
ain PAL-1 16S ribosomal RNA, complete 
teria; Deferribacteres; Deferribactera 
1149825 1149878 3 56 gi 
ribosomal RNA, partial sequence 
Deferribacterales; 


str 
str 


6S 
Ss; Deferribacteraceae; 
858714 858778 1 65 gi 
in Lupl 16S ribosomal RNA, partial sequen 
1186062 1186126 1 65 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterob 
1187573 1187637 1 65 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterob 
1189084 1189148 1 65 
bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterob 
1190595 1190659: 1 65 gi 
ribosomal RNA, partial sequence 


ri 


ri 


ri 


n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


6S ribosomal RNA, partial sequence 2789778 27912 
T 


3754983 37564 


3857775 38592 


2373653 23751 


3714904 37163 


Actinobacteridae; Actinomycetales; Cory 


6163 


1148654 11501 


acteria; Deltaproteobacteria; Desulfov 


219857216 
ence 26607 
les; Hypho 
219857123 


hermotoga. 


219846395 


219846323 


219857477 


219846426 


219857197 
10588 
nebacterin 
265678352 
1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678349 
6112 
nebacterin 
265678348 
7670 
nebacterin 
265678342 
9123 
nebacterin 
219857175 
al sequenc 
ae; Actino 


265678979 
sequence 
ospiraceae 
219846765 
quence 
hlamydiace 
219857449 
equence 
hlamydiace 
265679001 
sequence 
les; Defer 
253680757 


Geovibrio 
265678473 
ce 85752 
ibrionales 


ref |NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref|NR_024751.1 


ref|NR_025986.1 


ref |NR_025913.1 


ref|NR_025065.1 


ref |NR_026017.1 


ref |NR_024825.1 


Nocardiacea 
NR_028654.1 


eae; 
ref 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_024803.1 
e 10639 12137 
mycetales; Coryn 
ref |NR_029287.1 

124349 125867 
; Nitrospira. 
ref|NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref |NR_025037.1 
1246931 124845 
ae; Neochlamydi 
ref |NR_029309.1 

92051 93594 
ribacteraceae; G 
ref|NR_028005.1 


o@ 


ref|NR_028776.1 
6 859025 Desulf 
; Desulfovibrion 
ref|NR_027546.1 


erobacteriac 
NR_027545.1 


Ent 
ref 


erobacteriac 
NR_027544.1 


Ent 
ref 


Enterobacteriac 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 

Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Nitrospira 
Nitrospira 


Parachlamydia 
7 Parachlamydia 
a. 
Neochlamydia 
9 Neochlamydia 
Geovibrio 
Geovibrio 
eovibrio. 
Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Desulfovibrio 

ovibrio mexicanus 

aceae; Desulfovibrio. 
Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 


ref|NR_027543.1 


Yersinia bercovieri 


189433 1190893 Yersinia bercovieri ATCC 43970 


Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


strain DSM 30118 
Proteobacteria; 


414236 Bacteria_16S 


1998179 1998243 1 65 gi 


E 


219878197 
16S ribosomal RNA, partial sequence 1997016 19985 
Gammaproteobacteria; Enterobacteriales; 


ref |NR_025336.1 


nterobacteriaceae; Prote 


414236 Bacteria_16S 2239696 2239760 1 65 gi|219857573|ref|NR_025161.1 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersi 
414236 Bacteria_16S 2241207 22412711 65 gi|219857572|ref|NR_025160.1 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersi 
414236 Bacteria_16S 2242718 2242782 1 65 gi|219857571|ref|NR_025159.1 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersin 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
414236 Bacteria_16S 2244229 2244293 1 65 gi|219857570|ref|NR_025158.1 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 224306 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacterial 
Yersinia. 

414236 Bacteria_16S 3315740 3315800 3 63 gi|219846710|ref|NR_026302.1 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 33160 

Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

414236 Bacteria_16S 3423533 3423593 3 63 gi|219846629|ref|NR_026221.1 


Pseudoalteromonas. 
414236 Bacteria_16S 


Proteobacteria; 


3914068 3914132 1 


65 


strain Gl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
414236 Bacteria_16S 


4119555 4119619 1 


65 


strain YJS 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
414236 Bacteria_16S 


icutes; 


Entomoplasmatales; 
543563 543618 1 


56 


strain JR 16S ribosomal RNA, partial sequence 


Deferribacteres; 


414236 Bacteria_16S 


Deferribacterales; 


563523 563578 1 


56 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partia 
luteoviolacea Bacteria; 


gi 


219846285 


3912908 39143 


Gammaproteobacteria; Enterobacteriales; 


gi 


E 
219846138 


4118405 41199 


gi 


265678690 


542382 54390 


Deferribacteraceae; 


gi 


albertensis strain DSM 14366 16S ribosomal RNA, partial 


albertensis Bacteria; 
Acidithiobacillus. 
14236 Bacteria_16S 


rasiliensis DSM 
lanctomyces. 
14236 Bacteria_16S 
aldus strain KU 
roteobacteria; 
14236 Bacteria_16S 


BTORVA RN OOR 


14236 Bacteria_16S 


Proteobacteria; 


5305 Bacteria; 


695209 695260 3 


2997940 2997995 1 


35971 36025 1 
Spirochaetes; 


111664 111718 1 


54 


56 


55 


Spirochaetales; 


55 


strain BR 16S ribosomal RNA, partial sequence 


Spirochaetes; 
414236 Bacteria_16S 
strain HQgoel 16S 
Proteobacteria; 
414236 Bacteria_16S 
strain DM-2 16S r 
Proteobacteria; 


414236 Bacteria_16S 


Spirochaetales; 


113227 113281 1 


114826 114880 1 


198535 198597 1 


55 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 


55 


ibosomal RNA, partial sequence 
Deltaproteobacteria; 


63 


Gammaproteobacter 


gi 


rasiliensis strain DSM 5305 16S ribosomal RNA, partial 
Planctomycetes; 


265678586 
sequence 


Planctomycetacia; 


gi 


gi 


rennaborense strain DD5/3 16S ribosomal RNA, partial s 
rennaborense Bacteria; 


Ss 
gi 


219846925 


16S ribosomal RNA, partial sequence 2996783 29982 
Gammaproteobacteria; Acidithiobacillale 


S; 
265679040 
equence 


265678988 


110499 11199 


gi 


Syntrophobacterale 


gi 


Spirochaetaceae; Treponema. 


265678987 


112043 11359 
Syntrophaceae; 


S; 
265678986 


113641 11518 


Syntrophobacterale 


gi 


S; 
265678931 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 


chartatabidum Bacteria; 


414236 Bacteria_16S 
cetonica strain 4 
Bacteria; 
414236 Bacteria_16S 
strain WSU 86/104 


4 16S ribosomal RNA, 


Firmicutes; 
687533 687587 1 


973818 973880 1 


Clostridia; 


55 


63 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


414236 Bacteria_16S 
strain SS-2 16S r 
Bacteroidetes; 


414236 Bacteria_16S 


Sphingobacteria; 


976833 976887 1 


1059312 1059366 1 


55 


ibosomal RNA, partial sequence 
Sphingobacteriales; 


55 


Clostri 
gi 


80 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi 


complete sequence 


gi 


diales; Cl 
265678591 
68634 


265678395 
97261 


265678393 


975693 97713 


gi 


265678338 


desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 


desulfuricans Bacteria; 


414236 Bacteria_16S 


colombiense DSM 12261 16S ribosomal RNA, partial sequence 
Synergistetes; 


12261 Bacteria; 


Deferribacteres; 
1201225 1201287 1 


Synergistia; 


63 


Synergistales; 


Deferribactera 


gi 


les; 
228715386 


1 sequence 3422380 34238 
Gammaproteobacteria; Alteromonadales; 


nterobacteriaceae; 


Deferribacter. 
265678677 |ref |NR_028982.1 
sequence 562358 563851 


ia; Acidithiobacillales; 


Acidithiobacillaceae; 


pirochaetaceae; 


Deferribacteraceae; 


1 
Pse 
ref|NR_025875.1 


Xenor 


ref|NR_025728.1 


ref |NR_028995.1 
0 Deferribacter 


ref|NR_028891.1 
694091 695537 
Planctomycetale 


ref|NR_026517.1 


ref|NR_029348.1 
34837 36333 
Treponema. 


ref|NR_029296.1 


ref|NR_029295.1 
Syntroph 
ref |NR_029294.1 
Syntroph 
ref |NR_029239.1 

197405 198934 
ostridiaceae; Cl 
ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref |NR_028697.1 
7 974173 Waddli 
ref|NR_028695.1 
Lewinella. 
ref |NR_028640.1 
1058138 105957 
D 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 
Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 
Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 
Entomoplasmataceae; Mesoplasma. 


Deferribacter abyssi 
abyssi Bacteria; 


Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Treponema 
Treponema 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 
Syntrophaceae; 


us. 

Clostridium 
Clostridium 

ostridium. 
Desulfosarcina 
osarcina cetonica 

eae; Desulfosarcina. 
Waddlia chondrophila 

a chondrophila Bacteria; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 
Saprospiraceae; 


Deferribacter 
3 Deferribacter 
eferribacter. 


ref|NR_027531.1 


Aminobacterium 


1200061 1201579 Aminobacterium colombiense DSM 
Synergistaceae; Aminobacterium. 


lecithinolyticum 
lecithinolyticum 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 

4 
2077 16S ribosoma 
Deltaproteobacter 
4 
strain E58 16S ri 


saccharolyticum s 
1498218 Ha 


Halanaerobiales; 


azotonutricium st 
azotonutricium Ba 


strain ILE-3 16S 
Synergistetes; Sy 


pneumoniae strain 
pneumoniae Bacter 


sartagoforme stra 
sartagoforme Bact 
4 
multipotens strai 
acteria; Proteob 
ropionica strain 


acteria; Proteob 


B 
4 
p 
B 
4 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 

4 
thiophila strain 


Bacteria; Proteob 


414236 Bacteria_16S 


strain HA2P 16S r 


Spirochaetes; Spi 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


1264523 1264577 1 55 gi|219846655|ref|NR_026247.1| Treponema 
ATCC 700332 16S ribosomal RNA, partial sequence 1263357 1264835 Treponema 
Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1270715 1270769 1 55 gi|219846400|ref|NR_025991.1| Desulfonema 
n Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

1272173 1272227 1 55 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
1 RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
ia; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

1367569 1367623 1 55 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 
bosomal RNA, complete sequence 1366379 1367926 Chlamydophila pecorum E58 Bacteria; 

Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

1497910 1497972 1 63 gi|219846665|ref|NR_026257.1| Halanaerobium 
ubsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
lanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiaceae; Halanaerobium. 

2270436 2270490 1 55 gi|219857553|ref|NR_025141.1] Treponema 
rain ZAS-9 16S ribosomal RNA, partial sequence 2269277 2270739 Treponema 
cteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

2560784 2560846 1 63 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
nergistia; Synergistales; Synergistaceae; Aminobacterium. 

2982706 2982760 1 55 gi|219846935|ref|NR_026527.1| Chlamydophila 

TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
ia; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

3037358 3037451 1 95 gi|219846898|ref|NR_026490.1| Clostridium 
in DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3079638 3079692 1 55 gi|219846869|ref|NR_026461.1| Desulfurella 
n RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
acteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

3081214 3081268 1 55 gi|219846868|ref|NR_026460.1| Desulfurella 

U-8 16S ribosomal RNA, partial sequence 3080033 3081558 Desulfurella propionica 
acteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

3082790 3082844 1 55 gi| 219846867 |ref|NR_026459.1| Desulfurella 
ain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
teria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 

3161159 3161221 3 65 gi|219846815|ref|NR_026407.1| Desulfuromonas 
NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
acteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 

3205175 3205229 1 55 gi| 219846785 |ref|NR_026377.1| Treponema amylovorum 
ibosomal RNA, partial sequence 3204032 3205474 Treponema amylovorum Bacteria; 
rochaetales; Spirochaetaceae; Treponema. 

3229340 3229402 1 63 gi|219846768|ref|NR_026360.1| Anaerococcus octavius 
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414236 Bacteria_16S 1935470 1935531 3 64 gi|219878238|ref|NR_025377.1| Campylobacter hominis 
strain CHOO1A 16S ribosomal RNA, partial sequence 1934336 1935749 Campylobacter hominis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

414236 Bacteria_16S 2054597 2054658 3 64 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 2642218 2642275 1 58 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

414236 Bacteria_16S 3220307 3220360 1 54 gi|219846774|ref|NR_026366.1| Coprothermobacter 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprothermobacter platensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Coprothermobacter. 
414236 Bacteria_16S 3631141 3631233 1 94 gi|219846485|ref|NR_026077.1| Geobacter pelophilus 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 3631435 Geobacter pelophilus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

414236 Bacteria_16S 3924702 3924763 3 64 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 3926283 3926344 3 64 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 3929444 3929505 3 64 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
414236 Bacteria_16S 4202195 4202256 3 64 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 4203693 4203754 3 64 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
414236 Bacteria_16S 16136 16200 1 65 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

414236 Bacteria_16S 54294 54358 1 65 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
414236 Bacteria_16S 99505 99569 1 65 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
414236 Bacteria_16S 131549 131605 1 57 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 
strain BAL-1 16S ribosomal RNA, complete sequence 130392 131902 Chrysiogenes arsenatis Bacteria; 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 
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succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 


succinoxidans Bac 
Desulfuromusa. 


teria; Proteobacteria; Deltaproteobacter 


ia; 


Desu 


141109 142543 Desulfuromusa 


1lfuromonadales; 


Desulfuromonadaceae; 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromon 
414236 Bacteria_16S 200168 200232 1 65 gi|265678930|ref 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuro 
Pelobacter. 
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Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
414236 Bacteria_16S 571092 571144 3 55 gi|265678672|ref|NR_028977.1 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 57142 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
414236 Bacteria_16S 652824 652880 1 57 gi| 265678615 |ref|NR_028920.1 
strain CK55 16S ribosomal RNA, partial sequence 651676 65311 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 690627 690691 1 65 gi| 265678589 |ref|NR_028894.1 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 69096 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citro 
414236 Bacteria_16S 722262 722326 1 65 gi| 265678567 |ref|NR_028871.1 
strain XINach 16S ribosomal RNA, partial sequence 721087 722612 Photorhabdus 
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Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

414236 Bacteria_16S 737543 737607 1 65 gi| 265678556 |ref|NR_028860.1 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
414236 Bacteria_16S 819200 819264 1 65 gi|265678500|ref|NR_028803.1 
strain 12993 16S ribosomal RNA, partial sequence 818049 81950 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyv 
414236 Bacteria_16S 820705 820769 1 65 gi|265678499|ref|NR_028802.1 
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strain PSv29 16S ribosomal RNA, partial sequence 924822 92631 
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subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; V 
Salinivibrio. 
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faecium Bacteria; 
Sphingobacterium. 


414236 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


414236 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 


414236 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


414236 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


414236 Bacteria_16S 


G 
414236 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 
1505349 1505413 1 65 gi 
164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1714994 1715046 3 55 gi 
M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; Sphingobacteria; Sphin 


ue 
le 


ue 
go 


1716528 1716580 3 55 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1719604 1719656 3 55 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sph 
1860902 1860962 3 63 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


gi 
Sphin 
gi 


in 
al 


er 


1987374 1987438 1 65 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 


se 
ia 


Enterobac 
219846440 
nce 
S; 
219878398 
nce 
bacteria 


219878397 
1715372 17168 
gobacter 
219878395 
1718445 17199 
gobacter 
219878294 


ia; Alte 


219878204 
quence 


’ 


1993551 1993615 1 65 


gi 


219878200 


Eubac 


sequenc 


Myxoco 


ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref |NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref|/NR_028643.1 
1053566 105500 
bacterales; 


ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_026012.1 
1267974 126947 
ulfuromonadales; 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 
ref|NR_027590.1 
uence 135446 
acteria; Vibrion 


ref |NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 
ref|NR_027194.1 
teriaceae; Xenor 
ref |NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref|NR_025537.1 

1713828 171532 
les; Sphingobact 
ref|NR_025536.1 
iace 
ref 


ae; Pedobact 
NR_025534.1 


iaceae; Pedobact 
ref |NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref 


Entomoplasma freundtii 


freundtii Bacteria; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Denitrovibrio 
ovibrio acetiphilus DSM 
brio. 

Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Entomoplasma somnilux 


somnilux Bacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Pseudoalteromonas 
alteromonas ulvae 


aceae; 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 

Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Alteromonas 

3 Alteromonas 

eromonadaceae; 


Cystobacter 
9 Cystobacter 


terineae; 


Serratia fonticola 


NR_025339.1 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


tia. 


4 
strain DSM 4594 
roteobacteria; 


roteus strain 4 


P 
4 
Pp 
Bacteria; 
4 


Bacteria; 


strain L1 16S ribosomal RNA, partial sequence 2287434 22889 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
414236 Bacteria_16S 2291618 2291678 3 63 gi|219857538|ref|NR_025126.1 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 229196 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseu 
Pseudoalteromonas. 

414236 Bacteria_16S 2447811 2447871 3 63 gi|219857421|ref|NR_025009.1 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 244812 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseud 
Pseudoalteromonas. 

414236 Bacteria_16S 2462911 2462975 1 65 gi| 219857408 |ref|NR_024996.1 
strain ATCC 33531 16S ribosomal RNA, partial sequence 2461740 2463175 Raoult 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
414236 Bacteria_16S 2530885 2530941 1 57 gi|219857357|ref|NR_024945.1 


strain DSM 12272 
irmicutes; Clos 


F 
4 
£ 
£ 
4 


strain ATCC 5160 
Proteobacteria; 

4 
strain CDC 0876- 
Bacteria; 
4 
strain CDC 2991- 
roteobacteria; 


itritogenes str 
itritogenes Bac 


P 
4 
n 
n 
4 
strain JCM 6484 

Firmicutes; Clos 
4 
strain JCM 9989 

Firmicutes; Clos 
4 
strain JCM1235 1 
Proteobacteria; 


414236 Bacteria_ 


strain JCM1237 1 
Proteobacteria; 


414236 Bacteria_ 


strain DS1 16S r 
Firmicutes; Clos 


414236 Bacteria_ 


arcachonense str 
arcachonense Bac 


Sulfurospirillum. 
414236 Bacteria_ 


strain WV6 16S r 
Firmicutes; Clos 
4 
DSM 10228 16S ri 
Firmicutes; Clos 


414236 Bacteria_ 


strain Z-7591 16 
Spirochaetes; Sp 
4 


14236 Bacteria_ 


14236 Bacteria_ 
Proteob 
14236 Bacteria_ 
buryatense strain 


Proteob 
414236 Bacteria_ 


14236 Bacteria_ 
rigidicarnis str 
rigidicarnis Bac 
14236 Bacteria_ 


14236 Bacteria_ 


Proteob 


14236 Bacteria_ 


14236 Bacteria_ 


14236 Bacteria_ 


14236 Bacteria_ 


14236 Bacteria_ 


14236 Bacteria_ 


14236 Bacteria_ 


16S 
a 
Gammaproteobacteria; Enterobacteriales; 
16S 2001252 2001316 1 65 gi 
2 16S ribosomal RNA, partial sequence 


1996634 1996698 1 65 gi 


16S 2278070 2278130 3 63 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 


16S 2288586 2288650 1 65 gi 


tridia; Clostridiales; Clostridiaceae; 

16S 2569917 2569973 1 57 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; Clostri 
16S 2620890 2620954 1 65 gi 
3 16S ribosomal RNA, partial sequence 

Gammaproteobacteria; Enterobacteriales; 
16S 2636018 2636082 1 65 gi 
58 16S ribosomal RNA, partial sequence 
16S 2637582 2637646 1 65 gi 
81 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2887081 2887137 1 57 gi 
ain JCM 6485 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; 

16S 2888606 2888662 1 57 
1 
tridia; Clostridiales; 
16S 2890130 2890186 1 
1 
tridia; Clostridiales; Eubacteriaceae; 
16S 2949375 2949439 1 65 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 2950863 2950927 1 65 gi 
6S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 3035835 3035891 1 57 gi 
ibosomal RNA, partial sequence 


gi 


Eubacteriaceae; 
57 gi 


tridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 3159635 3159687 3 55 gi|219846816|ref|NR_026408.1 
ain F1F6 16S ribosomal RNA, partial sequence 3158497 315992 
teria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 

16S 3249119 32491751 57 gi| 219846755 |ref|NR_026347.1 
ibosomal RNA, partial sequence 3247999 32493 

tridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 3265565 3265629 1 65 gi|219846744|ref|NR_026336.1 
bosomal RNA, partial sequence 3264433 32658 

tridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 3318784 3318836 3 55 gi|219846708|ref|NR_026300.1 
S ribosomal RNA, partial sequence 3317638 33191 

irochaetales; Spirochaetaceae; Spirochaeta. 

16S 3420571 3420631 3 63 gi|219846631|ref|NR_026223.1 


acteria; Gammaproteobacteria; Enteroba 


acteria; Gammaproteobacteria; Enteroba 


Clostrid 


219878198 


6S ribosomal RNA, partial sequence 1995493 19969 
nterobac 


E 
219878195 
20000 
cteriales; 
219857548 
e 22768 
occales; 
219857540 


16S ribosomal RNA, partial sequence 2529733 25312 
ostridiu 


cl 
219857288 
sequence 

diales; Cl 
219857252 
26197 
Enterobac 
219857234 
26348 
cteriales; 
219857233 
26364 
Enterobac 
219856865 
sequence 
iales; Eub 
219856864 


6S ribosomal RNA, partial sequence 2887459 28889 


Eubacteriu 
219856863 


6S ribosomal RNA, partial sequence 2888980 28904 


Eubacteriu 
219856824 


2948221 29496 


Enterobac 
219856823 


2949709 29511 


Enterobac 
219846899 


3034695 30361 


M 


ref |NR_025337.1 
teriaceae; Rahne 
ref |NR_025334.1 
96 2001585 Obesum 
Enterobacteriac 
ref |NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025128.1 


m. 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024683.1 


m. 
ref |NR_024682.1 
m. 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 
ref |NR_024642.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_026491.1 


Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


Lles 

Obesumbacterium 
bacterium proteus 
eae; Obesumbacterium. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Raoultella planticola 
ella planticola 
eae; Raoultella. 
Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Clostridium 
8 Clostridium 
ostridium. 

Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Citrobacter werkmanii 
acter werkmanii 
eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


amnigenus Bacteria; 


obacter. 
Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Pseudoalteromonas 


rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromona 


Ss. 


414236 Bacteria_16S 
strain DSM 7345 1 
Proteobacteria; 
414236 Bacteria_16S 
strain DSM 1785 1 
Firmicutes; 
414236 Bacteria_16S 
strain DSM 6736 1 
Firmicutes; 
414236 Bacteria_16S 


DSM 316 16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostridia; 
414236 Bacteria_16S 
strain DSM 286 16 
Firmicutes; 
414236 Bacteria_16S 


Clostridia; 


3489823 3489887 1 


3501798 3501854 1 


Clostridiales; 
3529162 3529218 1 


Clostridiales; 
3532189 3532245 1 


Clostridiaceae; 
3533635 3533691 1 


Clostridiales; 
3632666 3632730 1 


65 


57 


S ribosomal RNA, partial sequence 
Clostridia; 


strain Dfrl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
414236 Bacteria_16S 
strain Pasteur II 
Firmicutes; 
414236 Bacteria_16S 


strain 2585 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 
414236 Bacteria_16S 


Proteobacteria; 
414236 Bacteria_16S 


metallireducens strain GS-15 16S ribosomal RNA, partial 
metallireducens Bacteria; 


Geobacter. 
414236 Bacteria_16S 
strain SGT-108 16 
Proteobacteria; 
414236 Bacteria_16S 
strain SGT-39 16S 
Proteobacteria; 
414236 Bacteria_16S 


velocicrescens strain MQ 
velocicrescens Bacteria; 


414236 Bacteria_16S 
strain Tab-4c 16S 
Tenericutes; Moll 
414236 Bacteria_16S 
strain TN-1 16S 
Tenericutes; Moll 
414236 Bacteria_16S 


strain M55 16S ribosomal 
icutes; 


Tenericutes; Moll 
414236 Bacteria_16S 
strain TABS-2 16S 
Tenericutes; Moll 
414236 Bacteria_16S 
strain 23-6 16S r 
Tenericutes; Moll 
414236 Bacteria_16S 
strain CUAS-1 16S 
Tenericutes; Moll 
414236 Bacteria_16S 
strain EC-1 16S r 
Tenericutes; Moll 
414236 Bacteria_16S 


strain CCH 16S ribosomal 
icutes; 


Tenericutes; Moll 
414236 Bacteria_16S 
strain BARC 857 1 
Tenericutes; Moll 
414236 Bacteria_16S 
grammopterae stra 
grammopterae Bacteria; 
414236 Bacteria_16S 


Clostridia; 


riboso 
icutes; 


ribosomal RNA, 
icutes; 


riboso 
icutes; 


ibosoma 
icutes; 


riboso 
icutes; 


ibosoma 
icutes; 


6S ribo 
icutes; 


3711580 3711636 1 


Clostridiales; 
3720550 3720606 1 


Clostridiales; 
3762246 3762310 1 
3886620 3886684 1 
Proteobacteria; 


4068186 4068238 3 


4069725 4069777 3 


4136335 4136399 1 


4137901 4137965 1 


Entomoplasmatales; 
4144163 4144227 1 


Entomoplasmatales; 
4148860 4148924 1 


Entomoplasmatales; 
4150415 4150479 1 


Entomoplasmatales; 
4151981 4152045 1 


Entomoplasmatales; 
4153409 4153473 1 


Entomoplasmatales; 
4156540 4156604 1 


Entomoplasmatales; 
4159671 41597351 


Entomoplasmatales; 
4164268 4164332 1 


Entomoplasmatales; 
4174949 4175013 1 


4181102 4181166 1 


Deltaproteobacteria; Desulfuromonadales; 


57 


I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


57 


complete sequence 
Clostridiaceae; 


65 


strain 172 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales; 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; 


-4 16S ribosomal RNA, partial s 


Tenericutes; Mollicutes; 


mal RNA, partial sequence 


partial sequence 


RNA, partial sequence 


mal RNA, partial sequence 


1 RNA, partial sequence 


mal RNA, partial sequence 


1 RNA, partial sequence 


RNA, partial sequence 


in GRUA-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 


strain CHPA-2 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


Entomoplasmatales; 


gi|219846583 


6S ribosomal RNA, partial sequence 3488653 34901 
Deltaproteobacteria; Desulfuromonadales; 


gi| 219846575 


6S ribosomal RNA, partial sequence 3500724 35020 
Clostridia; 


6S ribosomal RNA, partial sequence 3528019 35294 


3631486 36329 


219846429 
37104 


gi 
gi|219846422 
3719395 37209 


gi| 219846391 
3761076 37625 


somal RNA, partial sequence 4163118 41646 


ref 


ref 


Clostridiaceae; Clostridium. 
57 gi| 219846557 |ref|NR_026149.1 
Clostridiaceae; Clostridium. 
57 gi| 219846555 |ref|NR_026147.1 
3531057 3532455 Sarcina maxima Bacter 
Sarcina. 
57 gi|219846554|ref|NR_026146.1 
3532506 35339 
Clostridiaceae; Sarcina. 
65 gi|219846484|ref|NR_026076.1 


ref 


ref 


ref 


25 Desulfuromusa 
Desulfuromon 


25 3711931 Clostr 
Clostridium. 


NR_026175.1 


adaceae; Des 
NR_026167.1 


ae; Geobacte 
NR_026020.1 


NR_026013.1 


NR_025982.1 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 
Geobacterace 


Ks 
Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 
Clostridium. 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


ry 
Geobacter 

3 Geobacter 

; Geobacteraceae; 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma corruscae 


iroplasma corruscae Bacteria; 


Spiroplasma chinense 


iroplasma chinense Bacteria; 


Mesoplasma tabanidae 


soplasma tabanidae Bacteria; 


Mesoplasma 
7 Mesoplasma 
ceae; Mesoplasma. 


Geobacteraceae; Geobacte 
65 gi|219846305|ref|NR_025895.1 
sequence 3885428 388697 
Deltaproteobacteria; Desulfuromonadales 
55 gi|219846174|ref|NR_025764.1 
4067035 40685 
Coxiellaceae; Aquicella. 
55 gi|219846173|ref|NR_025763.1 
4068567 40700 
Coxiellaceae; Aquicella. 
65 gi|219846123|ref|NR_025713.1 
equence 4135174 413668 
Entomoplasmatales; Spiroplasmat 
65 gi|219846122|ref|NR_025712.1 
4136739 41382 
Spiroplasmataceae; Spiroplasma. 
65 gi|219846118|ref|NR_025708.1 
4143001 41445 
Spiroplasmataceae; Spiroplasma. 
65 gi|219846115|ref|NR_025705.1 
4147699 41492 
Spiroplasmataceae; Spiroplasma. 
65 gi|219846114|ref|NR_025704.1 
4149264 41507 
Spiroplasmataceae; Spiroplasma. 
65 gi| 219846113 |ref|NR_025703.1 
4150819 41521 
Spiroplasmataceae; Spiroplasma. 
65 gi|219846112|ref|NR_025702.1 
4152247 41537 
Spiroplasmataceae; Spiroplasma. 
65 gi|219846110|ref|NR_025700.1 
4155378 4156893 Sp 
Spiroplasmataceae; Spiroplasma. 
65 gi|219846108|ref|NR_025698.1 
4158509 4160024 Sp 
Spiroplasmataceae; Spiroplasma. 
65 gi|219846105|ref|NR_025695.1 
23 Me 
Entomoplasmataceae; Mesoplasma. 
65 gi| 219846097 |ref|NR_025687.1 
equence 4173799 417528 
Entomoplasmatales; Entomoplasmata 
65 gi| 219846092 |ref|NR_025682.1 


Mesoplasma chauliocola 


4179947 4181446 Mesoplasma chauliocola Bacteria; 
Entomoplasmataceae; Mesoplasma. 


strain PIMN-1 16S 
Tenericutes; Moll 


thermobenzoicum s 


Clostridiales; 


414236 Bacteria_16S 


414236 Bacteria_16S 


4185605 4185669 1 65 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4231082 42311461 65 gi 
ubsp. thermosyntrophicum strain TPO 16 


gi 


ptococcaceae; Desulfotomaculum. 
4235607 42356711 65 
ibosomal RNA, partial sequence 


gi 


Sor 


219846086 
4184459 41859 
Entomoplasmataceae; 
219846048 


219846045 
4234473 42358 


ref|NR_025676.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_025638.1 
1 RNA, partial s 


E 


ibosoma 


ref|NR_025635.1 


Entomoplasma luminosum 


luminosum Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Pe 
414236 Bacteria_16S 
strain F2R9 16S r 


Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

414236 Bacteria_16S 26900 26955 1 56 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 152786 152841 1 56 gi|265678961|ref|NR_029269.1| Clostridium 
propionicum strain X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 162013 162068 1 56 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 195557 195612 1 56 gi| 265678933 |ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 


Bacteria; 


beijerinckii stra 
beijerinckii Bact 


strain Hbl 16S ri 
Proteobacteria; E 


strain HO14 16S r 
Spirochaetes; Spi 
4 
strain H168 16S r 
Firmicutes; Clost 


4 
bajacaliforniensi 
bajacaliforniensi 
4 
strain 3WC2 16S r 
Firmicutes; Clost 


azorensis strain 
Bacteria; Firmicu 


entanii strain LT 
Bacteria; Proteob 


414236 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


414236 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 


Gluconacetobacter. 
414236 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


414236 Bacteria_16S 


strain 21F-2 16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


414236 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


414236 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 

4 
dehalogenans 2CP- 


Proteob 
414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


acteria; Gammaproteobacteria; Methyloc 
211059 211114 1 56 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
276434 276497 3 66 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
311373 311428 1 56 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
323482 323537 1 56 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
485388 485439 3 54 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 
590496 590551 1 56 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
654284 654339 1 56 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
667914 667969 1 56 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
728535 728590 1 56 gi 


acteria; Gammaproteobacteria; Chromati 
872423 872478 1 56 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


902723 902778 1 56 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


1080146 1080201 1 56 
ribosomal RNA, partial sequence 


gi 


1093871 1093926 1 56 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095312 1095367 1 56 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1096756 1096811 1 56 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


occ 
ls 
ial 


S; 


v 


B 


ae; 
ete 
es; 
Clo 


enc 
idi 


nce 
Pil 
ale 
se 


ria 


que 
eri 


Ace 


que 
eri 


ril 


ls 
ia; 


1121050 11211051 56 gi 
1 16S ribosomal RNA, partial sequence 


265678922 
265678876 
275297 27676 


265678853 
310195 31168 


265678845 
322285 32381 
265678728 
265678659 
589361 59079 
265678614 
265678604 


265678563 


265678464 


265678443 


265678323 
1079018 10804 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


414236 Bacteria_16S 265678314 


265678313 


265678312 


228716127 


ales; Methylococcaceae; 
ref|NR_029230.1 

209908 211410 
stridiaceae; Clo 


ref|NR_029182.1 


equence 
es; Clo 


Helicobacte 


ref 


raceae; Heli 
NR_029159.1 


bur 
ref 


orrelia gdorferi gro 


NR_029150.1 


ermothrix. 
ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref |NR_028964.1 


Haloth 


sequen 
Spiroc 


stridium. 
ref |NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref|NR_028909.1 
6 668269 Glucon 
Acetobacteracea 
ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref|NR_028767.1 

871314 872760 
spirillales; Ace 


e 65316 
aceae; 


66678 
lales; 


72737 
S; Ecto 
quence 
; Rhodo 
ref|NR_028745.1 

901557 903021 
matiales; Ectoth 


nce 
a; Chro 


ref |NR_028625.1 


tobacteraceae; Acetobac 
ref|NR_028616.1 
1092739 109419 
ospirillales; Ac 


nce 
a; Rhod 
ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref |NR_028614.1 
1095628 109707 
pirillales; Acet 


10942 
lales; 


equence 
Rhodos 


e: 


Methylococcus. 
Clostridium 
Clostridium 

stridium. 
Helicobacter bilis 


1 Helicobacter bilis Bacteria; 


cobacter. 
Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Spirochaeta 
Spirochaeta 

chaeta. 

Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
iy, 

Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


v 


Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 
etobacteraceae; 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Acetobacter 

0 Acetobacter 
obacteraceae; 


’ 


ref|NR_027547.1 
1119856 1121404 Anaero 


Anaeromyxobacter 
myxobacter dehalogenans 


2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 


Anaeromyxobacter. 


metallireducens s 
metallireducens B 
4 
hafniense strain 
DCB-2 Bacteria; F 
diazotrophicus st 
diazotrophicus PA 
Gluconacetobacter 
4 
cellulovorans str 
cellulovorans 743 


ferrooxidans stra 
Bacteria; Nitrosp 


ipocyclicus stra 
ipocyclicus Bact 


a 


auripigmenti stra 
auripigmenti Bact 


16S ri 
Clost 


strain SH1 
Firmicutes; 
414236 Bact 
strain LMG 1746 1 
Proteobacteria; A 
414236 Bact 
strain LMG 1625 1 
Proteobacteria; A 
414236 Bact 
strain 525 16S ri 
Proteobacteria; E 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 

4 
strain 534-30 16S 
Planctomycetes; P 


salitolerans stra 
salitolerans Bact 
Swaminathania. 

4 
thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


putrefaciens stra 
putrefaciens Bact 


versutus strain A 
Bacteria; Proteob 


414236 Bacteria_16S 


johannae strain C 
johannae Bacteria 


Gluconacetobacter. 
414236 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


414236 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


414236 Bacteria_16S 


strain AAO8 16S r 
Proteobacteria; A 


414236 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 
14236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


eria_16S 


eria_16S 


eria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


1245094 1245149 1 56 gi 
acteria; Firmicutes; Clostridia; Clost 
1341868 1341923 1 56 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 

1354062 13541171 56 gi 
rain PAl 5 16S ribosomal RNA, partial 

1 5 Bacteria; Proteobacteria; Alphapro 
1357135 13571901 56 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1432694 1432749 1 56 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1582239 1582294 1 56 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1693577 1693632 1 56 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; 

1707388 1707443 1 56 
bosomal RNA, partial sequence 

ridia; Clostridiales; 
1750027 1750082 1 


gi 


Clostridiaceae; 
56 gi 


lphaproteobacteria; Rhodospirillales; 
1751519 17515741 56 gi 


lphaproteobacteria; Rhodospirillales; 
1769689 1769744 1 56 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
1787793 1787883 3 94 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2012068 2012119 3 54 
ribosomal RNA, partial sequence 


gi 


2160779 2160834 1 56 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


2287137 2287192 1 56 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


2464375 2464430 1 56 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
2472088 2472143 1 56 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2509679 2509734 1 56 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 
; Proteobacteria; Alphaproteobacteria; 
2548561 2548616 1 56 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2694762 2694817 1 56 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
2709823 2709878 1 56 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 


414236 Bacteria_16S 


strain Yo-3 16S r 


2762186 2762241 1 56 gi 
ibosomal RNA, partial sequence 


Clostrid 


lanctomycetacia; Planctomycetales; Pla 


Clostrid 


219857537 


ridiales; 

228721140 
nce 13406 
Peptococca 
228720330 
sequence 

teobacteri 


228720131 
quence 

ostridiale 
224581434 
ence 14315 
eptospiril 
219878490 
al sequenc 
ria; Rhodo 
219878412 
equence 

iales; Pep 
219878403 


1706248 17077 


Clostridiu 
219878374 


6S ribosomal RNA, partial sequence 1748919 17503 


Acetobacte 
219878373 


6S ribosomal RNA, partial sequence 175041117518 


Acetobacte 
219878358 


1768558 17700 


tiliaceae; 
219878344 
equence 

ia; Chroma 


’ 


219878188 


2010901 20124 
tomyceta 


nc 
219857628 
quence 

ria; Rhodo 


219857541 
sequence 
cteria; Ch 


219857407 
sequence 
iales; Clo 
219857402 
24709 
ales; Ecto 
219857371 

uence 
Rhodospir 


219857345 
25473 

occaceae; 

219857192 


2693690 26949 


219857182 


2708714 27101 


Acetobacte 
219857145 


1 sequence 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Desulfitobacterium 
itobacterium hafniense 
acterium. 
Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


ref|NR_025125.1 
1243915 124542 
Peptococcaceae; 
ref |NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027591.1 
1352934 135441 
a; Rhodospirilla 
Clostridium 
9 Clostridium 
e; Clostridium. 
Leptospirillum 
pirillum ferrooxidans 


ref|NR_027589.1 

1356004 135748 
s; Clostridiacea 
ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025551.1 

1692386 169391 


Rhodovarius 
8 Rhodovarius 


Desulfosporosinus 
7 Desulfosporosinus 
tococcaceae; Desulfosporosinus. 
ref|NR_025542.1| Clostridium diolis 
30 Clostridium diolis Bacteria; 

m. 
ref|NR_025513.1| Acetobacter malorum 

60 Acetobacter malorum Bacteria; 

raceae; Acetobacter. 

ref|NR_025512.1| Acetobacter cerevisiae 
52 Acetobacter cerevisiae Bacteria; 
raceae; Acetobacter. 

ref|NR_025497.1| Nautilia lithotrophica 
21 Nautilia lithotrophica Bacteria; 

Nautilia. 
ref |NR_025483.1 

1786631 178798 
tiales; Ectothio 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


ref |NR_025327.1 
04 Planctomyces maris Bacteria; 
ceae; Planctomyces. 

ref|NR_025217.1| Swaminathania 
159648 2161102 Swaminathania 


spirillales; Acetobacteraceae; 


Planctomyces maris 


is} 


ref|NR_025129.1 
2285990 228738 
romatiales; Ecto 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Clostridium 
2 Clostridium 
stridium. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref|NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref|NR_024959.1 

2508571 251001 
illales; Acetoba 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinus. 

ref|NR_024820.1| Borrelia turcica 
59 Borrelia turcica Bacteria; 


Desulfosporosinus 
osporosinus meridiei 


ref|NR_024810.1| Asaia krungthepensis 
24 Asaia krungthepensis Bacteria; 
raceae; Asaia. 
ref |NR_024773.1 


Kozakia baliensis 


2761077 2762491 Kozakia baliensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 


14236 Bacteria_16S 
aemolyticum stra 
aemolyticum Bacteria; 


4 
h 
h 
414236 Bacteria_16S 


S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacter 
414236 Bacteria_16S 


strain 71 16S ribosomal RNA, partial sequence 


2793797 2793852 1 


Firmicutes; 
2810427 2810482 1 


2825473 2825528 1 


in ATCC9650 16S ribosomal RNA, partial 


ia; Rhodospirillales; Acetobacteraceae; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


414236 Bacteria_16S 
CMN3 16S ribosoma 
Spirochaetales; S 
414236 Bacteria_16S 
phaeum strain PB 
Firmicutes; Clost 
414236 Bacteria_16S 
multivorum strain 
multivorum Bacter 
Acidiphilium. 
414236 Bacteria_16S 
europaeus strain 
Bacteria; Proteob 
414236 Bacteria_16S 
polyendosporus st 


414236 Bacteria_16S 


cylindrosporum strain HC-1 16S ribosomal RNA, partial s 
cylindrosporum Bacteria; 


414236 Bacteria_16S 


intermedius strain TF2 16S ribosomal RNA, 


Bacteria; Proteob 
414236 Bacteria_16S 
sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 

414236 Bacteria_16S 
strain ATCC 35842 
Proteobacteria; 
414236 Bacteria_16S 
frateurii strain 
frateurii Bacteri 
Gluconobacter. 

414236 Bacteria_16S 
neopropionicum st 


414236 Bacteria_16S 
araputrificum st 


14236 Bacteria_16S 


p 

p 

4 

h 

hansenii Bacteria; 
Gluconacetobacter. 
414236 Bacteria_16S 
liquefaciens stra 
1 
Gluconacetobacter. 
414236 Bacteria_16S 
strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subgen. 
414236 Bacteria_16S 
strain DSM 3503 1 


ridia; 


teria; 


2845273 2845328 1 


1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 


2884219 2884274 1 


2937168 2937223 1 


AIU 301 16S ribosomal RNA, 
ia; Proteobacteria; Alphaproteobacteri 


3004126 3004181 1 


3029731 3029786 1 


Firmicutes; 
3034309 3034364 1 


Firmicutes; 
3118808 3118863 1 


3300547 3300602 1 
Proteobacteria; 


3384379 3384434 1 


3419015 3419070 1 


3527621 3527676 1 


rain DSM 3847 16S ribosomal RNA, 
neopropionicum Bacteria; 


Firmicutes; 
3550715 3550770 1 


Firmicutes; 
3553782 3553837 1 


3555313 3555368 1 


3570440 3570495 1 


3574986 3575041 1 


16S ribosomal RNA, partial sequence 2883064 28845 
Thermoanaerobacterales; 


DES11 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhodospi 


rain PS-1 16S ribosomal RNA, partial s 
polyendosporus Bacteria; 


acteria; Alphaproteobacteria; Rhodospi 


ain RB-1 16S ribosomal RNA, partial sequ 
Gammaproteobacter 


56 gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; Pis 


56 gi 


IFO 3264 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Alphaproteobacteria; 


rain ATCC 25780 16S ribosomal RNA, parti 
araputrificum Bacteria; 


ansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


in IFO 12388 16S ribosomal RNA, partia 
iquefaciens Bacteria; Proteobacteria; Alphaproteobacte 


DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
Acetobacter. 


6S ribosomal RNA, partial sequence 3573863 35753 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


414236 Bacteria_16S 
thermopalmarium s 
thermopalmarium B 
414236 Bacteria_16S 
pasteurianus stra 


Acetobacter. 
414236 Bacteria_16S 


3584030 3584085 1 


Firmicutes; 
3591797 3591852 1 


3593321 3593376 1 


train BVP 16S ribosomal RNA, partial s 
acteria; 


in LMD 22.1 16S ribosomal RNA, partial 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacte 


ence 
ia; 


219846660 
33832 
ciricketts 
219846632 


Thiotric 


ref 


iace 
ref 


3299393 33008 
hales; Pisc 


3417892 34193 


Rhodospirillales; Acetob 

56 gi| 219846558 |ref|NR_026150.1 
complete sequence 3526458 352796 
Clostridia; Clostridiales; Clostridiaceae; C 
56 gi| 219846543 |ref|NR_026135.1 
al sequence 354957 
Clostridia; Clostridiales; Clostridiaceae; C 
56 gi| 219846541 |ref|NR_026133.1 
3552654 355413 
Rhodospirillales; Acetoba 

56 gi|219846540|ref|NR_026132.1 
1 sequence 3554185 355566 
ria; Rhodospirillales; Ace 

56 gi| 219846529 |ref|NR_026121.1 
equence 3569313 357079 
rillales; Acetobacteraceae 

56 gi| 219846526 |ref|NR_026118.1 

38 Gluconobacter 
Acetobacteraceae; Gluconob 

56 gi|219846520|ref|NR_026112.1 
equence 3582883 358438 

Clostridia; Clostridiales; Clostridiaceae; 
56 gi| 219846515 |ref|NR_026107.1 
sequence 3590670 359214 
ria; Rhodospirillales; Ace 

56 gi| 219846513 |ref|NR_026105.1 


NR_026252.1 
08 3384695 Methyl 
ae; Methylop 
NR_026224.1 


7 
xl 


6 


56 gi|219857121|ref|NR_024749.1| Clostridium 
sequence 2792664 2794128 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
56 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Asaia. 
56 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
2824364 2825774 Asaia bogorensis Bacteria; 
Acetobacteraceae; Asaia. 
56 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 


2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
gdorferi group. 
56 gi|219856869|ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
Thermoanaerobacteraceae; Thermacetogenium. 
56 gi|219856832|ref|NR_024651.1| Acidiphilium 
complete sequence 2936039 2937489 Acidiphilium 
a; Rhodospirillales; Acetobacteraceae; 
56 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
e 3002997 3004478 Gluconacetobacter europaeus 
rillales; Acetobacteraceae; Gluconacetobacter. 
56 gi|219846904|ref|NR_026496.1| Anaerobacter 
equence 3028583 3030038 Anaerobacter 
Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 
56 gi|219846900|ref|NR_026492.1| Clostridium 
equence 3033166 3034644 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
56 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
complete sequence 3117680 3119160 Gluconacetobacter intermedius 
rillales; Acetobacteraceae; Gluconacetobacter. 
56 gi|219846721|ref|NR_026313.1| Methylophaga 


9 Methylophaga 
rickettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Gluconobacter 
7 Gluconobacter 
acteraceae; 


Clostridium 
8 Clostridium 
lostridium. 
Clostridium 
2 3551038 Clostridium 
lostridium. 
Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
; Acetobacter; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Clostridium 
5 Clostridium 
Clostridium. 
Acetobacter 
8 Acetobacter 
tobacteraceae; 


Clostridium puniceum 


strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


Clostridium. 


414236 Bacteria_16S 3685990 3686045 1 56 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
414236 Bacteria_16S 3693574 3693629 1 56 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 
414236 Bacteria_16S 3760674 3760729 1 56 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
strain Co53T 16S ribosomal RNA, partial sequence 3759507 3761025 Borrelia coriaceae Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

414236 Bacteria_16S 3819630 3819693 3 66 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

414236 Bacteria_16S 3895926 3895981 1 56 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 3896280 Chlamydia trachomatis Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

414236 Bacteria_16S 3915580 3915635 1 56 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
strain Hk501 16S ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

414236 Bacteria_16S 3916996 3917051 1 56 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

414236 Bacteria_16S 3933976 3934031 1 56 gi|219846271|ref|NR_025861.1| Borrelia miyamotoi 
strain HT31 16S ribosomal RNA, partial sequence 3932829 3934196 Borrelia miyamotoi Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

414236 Bacteria_16S 3942633 3942688 1 56 gi|219846264|ref|NR_025854.1| Acidiphilium rubrum 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium rubrum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

414236 Bacteria_16S 3944094 3944149 1 56 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

414236 Bacteria_16S 3947014 3947069 1 56 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium cryptum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

414236 Bacteria_16S 3948479 3948534 1 56 gi|219846260|ref|NR_025850.1| Acidiphilium angustum 
strain KLB 16S ribosomal RNA, partial sequence 3947368 3948780 Acidiphilium angustum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

414236 Bacteria_16S 4220513 4220568 1 56 gi|219846061|ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 78268 78322 1 55 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

414236 Bacteria_16S 187947 188001 1 55 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 201743 201797 1 55 gi|265678929|ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

414236 Bacteria_16S 207954 208008 1 55 gi| 265678924 |ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 217200 217254 1 55 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

414236 Bacteria_16S 224848 224902 1 55 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

414236 Bacteria_16S 370333 370395 3 65 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

414236 Bacteria_16S 684431 684485 1 55 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 685968 686022 1 55 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
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Paenibacillaceae; Ane 


55 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fami 


55 


16S ribosomal RNA, partial sequence 3285670 32871 


ribosomal RNA, partial sequence 
Spirochaetaceae; 
train AAP 16S ribosomal RNA, partial s 


Proteobacteria; 


ATCC 33146 16S ribosomal RNA, 
ia; Proteobacteria; Gammaproteobacteri 


ain DSM 10703 16S ribosomal RNA, parti 


n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


train DSM 5847 16S ribosomal RNA, part 
M 3679 16S ribosomal RNA, partial sequ 
7 16S ribosomal RNA, partial sequence 

acteria; Epsilonproteobacteria; Campyl 
S ribosomal RNA, partial sequence 


ammaproteobacteria; Methylococcales; Met 


ammaproteobacteria; Methylococcales; Met 


PER-K23 16S ribosomal RNA, partial se 


Clostridiaceae; Clostridiu 
65 gi| 219846709 
3316113 33175 
Spirochaeta. 
65 gi| 219846706 
equence 
Gammaproteobacteria; Oc 
55 gi|219846661 
complete sequence 
a; Thiotri 
55 gi|219846587 
al sequenc 
Clostridia; Clostridiales; Cl 
65 gi| 219846585 
sequence 
Actinomyc 
55 gi|219846556 
ial sequen 
Clostridia; Clostridiales; 
55 gi| 219846519 
ence 35844 
Clostridiales; Veillonellaceae; 
55 gi| 219846482 
36345 
obacterale 
55 gi|219846471 
3649747 36512 
hylococec 
55 gi|219846470 
sequence 3651286 36527 
hylococe 
55 gi|219846461 
quence 
Clostridiales; Pepto 
55 gi|219846424 


219857126 
ial sequen 
clobacilla 
219856896 
ce 28410 
Halanaerobiace 
gi| 219846939 
2975480 29769 
cl 
219846936 
quence 
ae 


gi 


gi 


gi 


, 


219846905 
ial sequen 
tridiales; 
219846888 
sequence 
teria; Des 


gi 


Clos 
gi 


roteobac 


219846858 
ence 30950 
dales; Suc 
219846841 
equence 
llaceae; 
219846840 
ence 31221 
urinibacil 
219846767 


gi 


gi 
aenibaci 
gi 
gi 


ly XI. I 


gi|219846730 


Actinomyce 


Aneur 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobi 
ref|NR_026531.1 


ref|NR_026528.1 
2980041 298152 
tales; Stre 


ref |NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref |NR_026480.1 

3049889 305136 
ulfovibrionales; 
ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref |NR_026433.1 
120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026322.1 


Ww 


m. 


ref|NR_026301.1 


ref |NR_026298.1 

3319157 332063 
eanospirillales; 
NR_026253.1 
3381669 338315 
Pisciric 


ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 


6 
es; Str 
ref el 
ce 3529546 3 
Clostridiaceae; 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref |NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref |NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026053.1 
3665143 366662 
coccaceae; Dehal 


halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 

Halanaerobium 
erobium fermentans 


um. 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 
ostridium. 


Streptomyces 
6 Streptomyces 


ptomycineae; 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Clostridium pascui 


’ 


40 Clostridium pascui Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Clostridium 
2 Clostridium 
ostridium. 
Streptomyces 
6 Streptomyces 


eptomycineae; 


Clostridium 

6 Clostridium 
Clostridium. 
Phascolarctobacterium 
larctobacterium faecium 
terium. 

Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Methylocaldum gracile 
gracile Bacteria; 

ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 

ldum. 

Dehalobacter 

8 Dehalobacter 

obacter. 


ref|NR_026015.1 
3717841 371934 


Halothiobacillus 
4 Halothiobacillus 


halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 


Halothiobacillus. 

414236 Bacteria_16S 3772637 3772701 1 65 gi| 219846383 |ref|NR_025974.1 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 377289 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
Geobacter. 

414236 Bacteria_16S 3816581 3816635 1 55 gi| 219846352 |ref|NR_025943.1 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 381690 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halot 
Halothiobacillus. 

414236 Bacteria_16S 3830328 3830382 1 55 gi| 219846342 |ref|NR_025932.1 


ATCC 35205 16S ri 


strain PW2 16S ri 


bosomal RNA, partial sequence 


bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


4 
strain 101 16S ri 


14236 Bacteria_16S 


3949935 3949989 1 55 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
414236 Bacteria_16S 


strain TF-22T 16S 
Proteobacteria; G 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


strain P2 16S rib 
Proteobacteria; D 
4 
halophilus strain 
halophilus Bacter 
Aestuariibacter. 


ampyridicola str 
ampyridicola Bac 


liphaticivorans 
liphaticivorans 


oO BRE BSB 


Desulfatibacillum. 
414236 Bacteria_16S 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


414236 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 
4 
antarctica strain 
acteria; Proteob 
seudoalteromonas 


spejiana strain 
acteria; Proteob 
seudoalteromonas 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 
JC2043 16S ribosomal RNA, partial seq 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


4027382 4027436 1 55 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


4045645 4045699 3 57 
ribosomal RNA, partial sequence 


gi 


4072706 4072760 1 55 gi 
rain BOR-Y 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 


4095581 4095635 1 

osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
4128762 4128816 3 BT gi 


55 gi 


ia; Proteobacteria; Gammaproteobacteri 


4147295 4147349 1 55 gi 
ain PUP-1 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
4165831 4165885 1 55 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Deltaproteob 


4206755 4206809 1 55 gi 
train ALEN 2 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


10078 10131 3 56 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
82660 82713 3 56 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 
128551 128604 3 56 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


B 
P 
4 
e 
B 
P 
4 


14236 Bacteria_16S 


180233 180286 3 56 gi 


4044490 40 
ammaproteobacteria; Alteromonadales; Alt 
414236 Bacteria_16S 


4094388 40 


3829173 38306 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

414236 Bacteria_16S 3842330 3842384 1 55 gi|219846334|ref|NR_025924.1 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halana 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobiu 
414236 Bacteria_16S 3871098 3871160 3 65 gi|219846315|ref|NR_025905.1 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 387139 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Arcobacter. 

414236 Bacteria_16S 3945553 3945607 1 55 gi|219846262|ref|NR_025852.1 


3944448 39458 


Acetobacte 
219846259 


3948831 39502 


Acetobacte 
219846205 
equence 

ria; Desul 


219846190 
459 
eromo 
219846171 
sequence 
idiales 


v 


Cc 


219846156 
957 
Desulfoba 
219846131 
uence 

a; Alte 


219846116 
equence 
plasmatale 
219846104 
al sequenc 
acteria; D 


219846071 
1 sequence 
cteria; Ch 


265679057 

8961 
nadales; P 
265679009 
ce 81499 
nadales; P 


265678977 
e 12740 
nadales; P 


265678943 


nad 


romonad 


race 
ref 


ae; Acidocel 
NR_025849.1 


raceae; Acidocel 
ref|NR_025795.1 

4026183 402770 
fobacterales; De 


ref|NR_025780.1 
aceae; Alteromon 
ref|NR_025761.1 

4071551 407304 
lostridiales Fam 
ref|NR_025746.1 
cter 
ref 


aceae; Desul 
NR_025721.1 
127615 412904 
ales; Altero 


rs 


ref|NR_025706.1 

4146134 414764 
s; Spiroplasmata 
ref|NR_025694.1 
e 4164674 416611 
esulfobacterales 


ref|NR_025661.1 
4205616 420703 
romatiales; Ecto 


ref|NR_029365.1 
10291 Pseudo 
seudoalteromonad 


ref|NR_029317.1 
83011 Pseudo 
seudoalteromonad 


ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


Geobacter 
0 Geobacter 
Geobacteraceae; 


, 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Halanaerobium 
erobium lacurosei 
m. 

Arcobacter 
1 Arcobacter 
Campylobacteraceae; 


Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Desulfatibacillum 

6 Desulfatibacillum 

sulfobacteraceae; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Soehngenia 

4 Soehngenia 

ily XI. Incertae Sedis; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Aestuariibacter 

8 Aestuariibacter 

monadaceae; 


Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


, 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


ref|NR_029251.1 


Methylococcus 


thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


Methylococcus. 


strain BG8 16S ri 
Proteobacteria; 
4 
whittenburyi stra 


Methylococcaceae; 


strain A30 16S ri 
Proteobacteria; G 


castelarensis str 
castelarensis Bac 
Streptomycetaceae 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 
4 
ferralitis strain 
ferralitis Bacter 
Streptomycetaceae 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
4 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 


414236 Bacteria_16S 


strain B22P3 16S 
Actinobacteria; A 


414236 Bacteria_16S 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


414236 Bacteria_16S 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


414236 Bacteria_16S 


beijiangensis str 
beijiangensis Bac 
Streptomycetaceae 
4 
phenolica strain 
Bacteria; Proteob 
seudoalteromonas 


alorespirans str 
alorespirans Bac 
Sulfurospirillum. 


P 
4 
h 
h 


414236 Bacteria_16S 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


414236 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
P 
4 

strain NCTC 13004 
Bacteria; Proteob 


414236 Bacteria_16S 


scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae 


414236 Bacteria_16S 


G 
14236 Bacteria_16S 
in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


seudoalteromonas. 
14236 Bacteria_16S 


191028 191081 3 56 
bosomal RNA, partial sequence 


gi 


194048 194101 3 56 


gi 


Methylobacter. 

197069 197122 3 56 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
368787 368840 3 56 gi 
ain BJ-608 16S ribosomal RNA, partial 


gi 


teria; Actinobacteria; Actinobacterida 
Streptomyces. 

403943 403996 3 56 gi 
YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

410100 410153 3 56 gi 
SFOp68 16S ribosomal RNA, partial seq 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

548113 548166 3 56 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


’ 


, 


v 


554271 554324 3 56 gi 
in CBS 101.34 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

599407 599460 3 56 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
600937 600990 3 56 gi 
rain D13P3 16S ribosomal RNA, partial 

cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

657260 657313 3 56 gi 
s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 

787094 787147 3 56 gi 
ain YIM6 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

810122 810175 3 56 gi 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


, 


gi 


’ 


v 


, 


866351 866404 3 56 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


876779 876832 3 56 gi 
n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


938254 938307 3 56 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


972260 972321 3 64 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
1098277 1098330 3 56 gi 
in KM-4927 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 


, 


4 
NS12 16S ribosoma 
Sphingobacteria; 


14236 Bacteria_16S 


1249623 1249676 3 56 


189853 19130 
ammaproteobacteria; Methylococcales; Methylococc 


598291 59976 


265678936 


ial sequen 
cteria; Al 


265678683 
al sequenc 
Actinomy 


265678653 


ptomycinea 
265678652 
sequence 

ae; Actino 


265678612 
A, partial 
eridae; Ac 


265678521 
quence 
e; Actinom 


265678506 
ence 80896 
nadales; P 


265678468 
sequence 
cteria; Ca 
265678461 
nce 87568 
ales; Stre 


265678420 
uence 
Alteromo 


, 


265678396 
97110 
obacterale 
265678311 
sequence 
Actinomy 


v 


219857416 


gi 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 


ref 


tero 
ref 
ceta 
ref 


e; S 
ref 


myce 
ref 
seq 
tino 
ref 
ycet 
ref 


seud 


ref 


ref 


ptom 


nada 
ref 


sec 
ref 


ceta 


ref 


Runella. 


ce 546976 54845 


e 553128 55460 


1 Streptomyces 


599812 60129 


785920 787418 


8 810417 Pseud 


865186 86667 


mpyl 


6 877087 Strep 


937095 93858 


0 972566 Campy 


1097121 10985 


NR_029244.1 


8 
monadales; P 
NR_028988.1 
8 
° 


les; Strept 


NR_028958.1 


treptomyceta 
NR_028957.1 
3 
Pp 


tales; Stre 


NR_028917.1 
uence 656132 
mycetales; S 


NR_028825.1 


ales; Strept 
NR_028809.1 
° 
oalteromonad 
NR_028771.1 
4 
obacterales; 
NR_028764.1 
2) 
ycineae; Str 
NR_028722.1 
8 
les; Pseudoa 
NR_028698.1 
ne 
ampylobacter 
NR_028613.1 
9 
° 


les; Strept 


Methylomicrobium album 


6 Methylomicrobium album Bacteria; 


aceae; Methylomicrobium. 
265678934|ref|NR_029242.1| Methylobacter 
NA, partial sequence 192873 194334 
Methylococcales; 
265678932|ref|NR_029240.1| Methylomicrobium agile 
195893 197354 Methylomicrobium agile Bacteria; 
ethylococcaceae; Methylomicrobium. 
265678809|ref|NR_029114.1| Streptomyces 
sequence 367645 369119 Streptomyces 
e; Actinomycetales; Streptomycineae; 
265678786|ref|NR_029091.1| Streptomyces 
quence 402781 404300 Streptomyces 
Actinomycetales; Streptomycineae; 
265678782|ref|NR_029087.1| Streptomyces 
uence 408966 410455 Streptomyces 
Actinomycetales; Streptomycineae; 
265678687 |ref|NR_028992.1| Pseudoalteromonas 


Pseudoalteromonas 
seudoalteromonadaceae; 


Streptomyces 
Streptomyces 


mycineae; 


Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Streptomyces 
Streptomyces 
omycineae; 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Campylobacter lanienae 
obacter lanienae 

aceae; Campylobacter. 
Streptomyces 

9 Streptomyces 

mycineae; 


Runella zeae strain 


NR_025004.1 


1248510 1249867 Runella zeae Bacteria; 


Bacteroidetes; 


Clostridia; Clost 


strain VPI 0546 1 


414236 Bacteria_16S 
16S ribosomal RNA, partial sequence 


414236 Bacteria_16S 


1266033 1266086 3 


ridiales; Clostridiaceae; 
1290115 1290168 3 
6S ribosomal RNA, 


56 


56 


gi 


gi 


219846539 


219846501 


complete sequence 1289055 12904 


ref 


ref 


NR_026131.1 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridium. 
NR_026093.1 
02 Atopobium parvulum Bacteria; 


Clostridium grantii Al 


Atopobium parvulum 


Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
414236 Bacteria_16S 1426457 1426510 3 56 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 1428022 1428075 3 56 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 1475059 1475112 3 56 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 1488891 1488944 3 56 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 1589985 1590038 3 56 gi| 219878485 |ref|NR_025624.1| Streptomyces catenulae 


strain DSM 40258 


tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 


subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 


chrestomyceticus 
chrestomyceticus 
Streptomycetaceae 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 


414236 Bacteria_16S 


1591533 1591586 3 


56 


Streptomycineae; 


gi 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


219878484 


s 
ref 


40 Streptomyces catenulae Bacteria; 
treptomycetaceae; 
NR_025623.1 


Streptomyces. 
Streptomyces 


414236 Bacteria_16S 


Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


in DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

1593081 1593134 3 56 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
nus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
romomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

1594627 1594680 3 56 gi|219878482|ref|NR_025621.1| Streptomyces 
strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 


Streptomycineae; 


414236 Bacteria_16S 2 
in DSM 43032 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


; Streptomyces. 
1596174 1596227 3 


; Streptomyces. 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 
4 


strain ISP 5293 1 
roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 
longisporus strai 
longisporus Bacte 
Streptomycetaceae 
reticuliscabiei s 
reticuliscabiei B 


Streptomycetaceae 


strain DSM 43030 


strain PK-Blue 16 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


414236 Bacteria_16S 


414236 Bacteria_16S 


1754622 1754675 3 


ria; Proteobacteria; 


1772649 1772702 3 


1774147 1774200 3 


; Streptomyces. 
1775645 1775698 3 


; Streptomyces. 
2056066 2056119 3 


; Streptomyces. 
2110979 2111032 3 


2168444 2168497 3 


56 


56 


56 


56 


56 


56 


56 


56 


S ribosomal RNA, partial sequence 


gi 


gi 


n KMM 255 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


gi 


Streptomycineae; 


gi 


gi 


gi 


gi 


Streptomycineae; 


gi 


19878481 


219878370 
equence 


219878355 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 
rain ISP 5277 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


219878354 
sequenc 


219878353 
sequence 
Actinomyc 


219878154 


train CFBP 4531 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteri 


dae; 


219873436 


16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


219857623 


2167280 21687 


sequence 
Actinomyceta 


Alteromona 


Actinomyc 


ref 


ref 


ref 


s 
ref 


ref 


etal 


ref 


ref 


Ss 
ref 


les; 


dales; 


tales; 


es; 


20549 
etales; 


NR_025620.1 
1595032 15965 
Streptomycineae; 


NR_025509.1 
1753455 17549 
Pseudoalteromonadaceae; 


NR_025494.1 
83 Streptomyces 
treptomycetaceae; 
NR_025493.1 
e 1773034 17744 
Actinomyce 


NR_025492.1 
1774532 17759 
Streptomycineae; 


NR_025293.1 


NR_025250.1 
30 Streptomyces 
treptomycetaceae; 
NR_025212.1 
69 Streptomyces 


Streptomyces 


29 Streptomyces 


Pseudoalteromonas 
59 Pseudoalteromonas 


Streptomyces arenae 
arenae Bacteria; 
Streptomyces. 
Streptomyces 

81 Streptomyces 


Streptomycineae; 


Streptomyces 
79 Streptomyces 


Streptomyces 
70 2056387 Streptomyces 


Streptomycineae; 


Streptomyces humiferus 
humiferus Bacteria; 
Streptomyces. 
Streptomyces speibonae 
speibonae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
414236 Bacteria_16S 2248785 2248838 3 56 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 2257973 2258026 3 56 gi|219857561|ref|NR_025149.1| Streptomyces 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 


2256827 2258294 Streptomyces 


yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


s 
4 
t 
ic 
s 
4 
a 


B 
P 
4 
i 
i 
P 
4 


treptomycetaceae; 
14236 Bacteria_16S 


treptomycetaceae; 
14236 Bacteria_16S 
uthenica strain 
acteria; 
seudoalteromonas. 
14236 Bacteria_16S 


seudoalteromonas. 
14236 Bacteria_16S 


2261096 2261149 3 


2271950 2272003 3 


2273423 2273476 3 


Proteobacteria; 


2284157 2284210 3 


56 


56 


KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


56 


ssachenkonii strain KMM 3549 16S ribosomal RNA, partial 


ssachenkonii Bacteria; Gammaproteobacteria; Alteromonadales; 


56 


gi|219857559 


219857552 


gi 


219857551 
sequence 


gi 


gi| 219857544 
2282981 22844 


ref 
hermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 22614 
hermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
ref 


ref 


2272329 22737 


NR_025147.1 


NR_025140.1 
90 2272278 P 
Pseudoalteromonadaceae; 


NR_025132.1 


5 


7 


414236 Bacteria_16S 2440171 2440224 3 56 gi|219857428|ref|NR_025016.1 
psychrophilus strain Z-0021 16S ribosomal RNA, complete sequence 2438995 244052 
psychrophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Met 
Methylobacter. 

414236 Bacteria_16S 2518746 2518799 3 56 gi| 219857365 |ref|NR_024953.1 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 251909 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 2526333 2526394 3 64 gi|219857360|ref|NR_024948.1 


hyointestinalis subsp. 


4 


Hydrogenimonas. 


4 


414236 Bacteria_16S 2833080 2833133 3 56 gi|219856902|ref|NR_024723.1 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Strept 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
414236 Bacteria_16S 2934181 2934234 3 56 gi|219856834|ref|NR_024653.1 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 293448 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacterium. 

414236 Bacteria_16S 2978121 2978174 3 56 gi|219846938|ref|NR_026530.1 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 297845 


macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
14236 Bacteria_16S 
thermolineatus strain A1484 16S ribosomal RNA, partial 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; 


rs 


414236 Bacteria_16S 3105244 3105297 3 56 gi|219846852|ref|NR_026444.1 
strain ATCC 25470 16S ribosomal RNA, partial sequence 3104098 3105578 Strept 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
414236 Bacteria_16S 3136730 3136795 1 66 gi| 219846831 |ref|NR_026423.1 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 313703 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Des 
Desulfocapsa. 

414236 Bacteria_16S 3236968 3237021 3 56 gi|219846763|ref|NR_026355.1 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 323732 


griseocarneus Bac 
Streptomycetaceae 


414236 Bacteria_16S 


strain A45 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; M 


14236 Bacteria_16S 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial 
thermophila Bacteria; Proteobacteria; Epsilonproteobacter 


414236 Bacteria_16S 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 
14236 Bacteria_16S 
albofaciens strain JCM 4342 16S ribosomal RNA, partial 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
414236 Bacteria_16S 
kasugaensis strain M338-Ml1 16S ribosomal RNA, partial seq 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 


Campylobacteraceae; Campylobacter. 
2708400 2708453 3 56 gi 


2775823 2775876 3 56 gi 


2777362 2777415 3 56 gi 


Streptomyces. 


2831542 2831595 3 56 gi 


Streptomyces. 


Streptomyces. 


2979653 2979706 3 56 gi 


Streptomyces. 


et 


lawsonii strain CHY5 16S ribosomal 
Campylobacter hyointestinalis subsp. 
Campylobacterales; 
219857183 
s 


219857133 
Strept 

219857132 
se 
Actinomycetales; 


219856903 


Actinomycetales; 


Actinomycetales; 


219846937 
se 


79 Methylobacter 


RNA, partial sequence 


ref|NR_024811.1 
2707242 270866 
Campylobacterales; H 


equence 
ia; 


ref|NR_024761.1 


omycineae; Streptomyceta 
ref|NR_024760.1 


quence 2776208 277769 


ref|NR_024724.1 


uence 2830390 283187 


ref|NR_026529.1 
quence 2978510 297999 
; Actinomycetales; Strep 


teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
; Streptomyces. 
3422049 3422102 3 56 gi|219846630|ref|NR_026222.1 


Streptomycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Pseudoalteromonas 


seudoalteromonas ruthenica 


Pseudoalteromonas 
4 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Methylobacter marinus 
marinus Bacteria; 


hylococcaceae; Methylobacter. 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Streptomyces platensis 


57 Streptomyces platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Marinobacterium 

0 Marinobacterium 

monadaceae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces lydicus 

omyces lydicus Bacteria; 

ceae; Streptomyces. 
Desulfocapsa 

3 Desulfocapsa 

ulfobulbaceae; 


Streptomyces 
0 Streptomyces 
omycineae; 


Pseudoalteromonas 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 


nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas 


414236 Bacteria_16S 
carrageenovora st 


3425016 3425069 3 56 gi 


aceae; Pseudoalteromonas. 


3426494 3426547 3 56 gi 


aurantia strain ATCC 33046 16S ribosomal RNA, partial s 


aurantia Bacteria 


Pseudoalteromonas 
4 
atlantica strain 
atlantica Bacteri 
Pseudoalteromonas 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


strain DSM 40089 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
4 
thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 
4 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


strain ATCC 25495 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Str 
Streptomyces. 

414236 Bacteria_16S 3923121 3923174 3 56 gi| 219846279 |ref|NR_025869.1 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 392347 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptom 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 4053108 4053161 3 56 gi|219846185|ref|NR_025775.1 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudo 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 
Pseudoalteromonas. 

414236 Bacteria_16S 4127226 4127279 3 56 gi|219846132|ref|NR_025722.1 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
414236 Bacteria_16S 4205240 4205293 3 56 gi|219846072|ref|NR_025662.1 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 420556 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptom 
Streptomycetaceae; Streptomyces. 

414236 Bacteria_16S 4214374 4214427 3 56 gi|219846065|ref|NR_025655.1 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 421471 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseud 
Pseudoalteromonas. 

414236 Bacteria_16S 4215929 4215982 3 56 gi|219846064|ref|NR_025654.1 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 421626 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pse 
Pseudoalteromonas. 

414236 Bacteria_16S 13095 13151 1 57 gi|265679055|ref|NR_029363.1 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 

Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

414236 Bacteria_16S 44972 45032 3 63 gi|265679034|ref|NR_029342.1 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


; Proteobacteria; Gammaproteobacteria; 


3427975 3428028 3 56 gi 
IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
3448599 3448652 3 56 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3450166 3450219 3 56 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


v 


3485145 3485198 3 56 gi 
Stre 
3491341 3491394 3 56 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3638697 3638750 3 56 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3640249 3640302 3 56 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 
3919959 3920012 3 
16S ribosomal RNA, 


, 


’ 


, 
56 gi 
complete sequence 
Stre 
3921540 3921593 3 56 gi 
16S ribosomal RNA, complete sequence 


rain ATCC 12662 16S ribosomal RNA, par 
Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonad 
414236 Bacteria_16S 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


219846628 
tial seque 


ref 
nce 


219846627 
equence 
Alteromon 


ref 


adal 


219846626 
equence 


; Alteromo 


ref 
nada 
219846611 


sequence 
Actinomyce 


ref 
tale 
219846610 


34490 
Stre 


ref 


ales; ptom 


219846586 | ref 
ptomycinea 
219846582 
sequence 

Actinomyce 


e; S 
ref 


tale 


219846480 
sequence 
idae; Acti 


ref 
nomy 
219846479 


rtial sequ 
acteridae; 


ref 
ence 
Act 


219846281 
39187 
ptomycinea 
219846280 
39203 


ref 


e; S 
ref 


3425334 34267 


3426820 34282 


3447437 34489 


03 3450520 Strep 


99 Streptomyces 


3490176 34916 


3637554 36390 


87 3920316 Strep 


67 3921897 Strep 


NR_026220.1 
342386 


NR_026219.1 
6 
es; Pseudoal 
NR_026218.1 
4 
les; Pseudoa 
NR_026203.1 
5 
s; Streptomy 
NR_026202.1 
t 
rr 


ycineae; St 


NR_026178.1 


treptomyceta 
NR_026174.1 
9 
s; Streptomy 
NR_026072.1 
5 
cetales; Str 
NR_026071.1 

363910 
inomycetale 


NR_025871.1 
rt 
treptomyceta 
NR_025870.1 
t 


s: 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

3 Streptomyces 

cineae; 


Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 
Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 
ycineae; 


Pseudoalteromonas 
alteromonas aliena 


aceae; 


Streptomyces africanus 


africanus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 

ycineae; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


udoalteromonadaceae; 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 


414236 Bacteria_16S 
thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 

414236 Bacteria_16S 
vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 

414236 Bacteria_16S 
strain PUPA-2 16S 
Tenericutes; Moll 
414236 Bacteria_16S 


icutes; 


97995 98059 1 
Proteobacteria; 


284004 284068 1 


in B54 16S ribosomal RNA, 
eria; 


Proteobacteria; 


441120 441184 1 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


483856 483916 3 


ain Bra2 16S ribosomal RNA, partial se 
teria; 


65 gi| 265678998 
quence 
Deltaproteobacteria; Desu 
65 gi| 265678871 
complete sequence 
Deltaproteobacteria; Desul 
65 gi| 265678761 


63 gi 


acidaminovorans strain sr15 16S ribosomal RNA, partial 


acidaminovorans Bacteria; 


414236 Bacteria_16S 


strain M1l 16S ribosomal RNA, partial sequence 


628521 628585 1 


Synergistetes; 


s 
gi 


Synergistia; 
65 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


414236 Bacteria_16S 
strain 279-56 16S 
roteobacteria; G 
loacae complex. 
14236 Bacteria_16S 
atecholicum stra 
atecholicum Bact 
14236 Bacteria_16S 
armboldiae strai 
warmboldiae Bacte 
Buttiauxella. 

414236 Bacteria_16S 
strain 6111 16S r 
Proteobacteria; G 
414236 Bacteria_16S 
strain B43 16S ri 
Proteobacteria; G 
414236 Bacteria_16S 
postgatei strain 
Bacteria; Proteob 
414236 Bacteria_16S 
strain CFBP 5236 
Proteobacteria; G 
414236 Bacteria_16S 
strain Kl 16S rib 
Proteobacteria; D 
414236 Bacteria_16S 
psychrophila stra 
psychrophila Bact 
Desulfotalea. 

414236 Bacteria_16S 
strain T-3 16S ri 


apagaeas'y 


ria; 


n NSW 326 


663294 663358 1 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


689087 689143 1 


Proteobacteria; 
692179 692243 1 


Proteobacteria; 


699741 699804 1 


ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 


717619 717683 1 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


779470 779534 1 


845184 845248 1 


860271 860335 1 


osomal RNA, partial sequence 
eltaproteobacteria; 


927546 927602 1 
Proteobacteria; 


975364 975416 3 


bosomal RNA, partial sequence 


65 gi 


57 gi 


in NZva20 16S ribosomal RNA, partial s 
eria; 


Deltaproteobacte 
65 gi 


16S ribosomal RNA, partial 
Gammaproteobacter 


65 gi 


65 gi 


65 gi 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


65 gi 


Enterobacteriales; 


65 gi 


57 gi 


in LSv54 16S ribosomal RNA, partial se 
eria; 


Deltaproteobacte 


55 gi 


439970 44147 
Entomoplasmataceae; M 


265678729 
sequence 
ynergistal 

265678633 


627341 62884 


Enterobac 
265678607 


662137 66364 


Enterobac 


265678590 
equence 
ria; Desul 
265678588 
sequence 
ia; Entero 


265678583 


698584 69993 


matiaceae; 
265678570 


716437 71796 


Enterobac 
265678526 
ce 77827 
acterales; 
265678483 


16S ribosomal RNA, partial sequence 844000 84550 
ammaproteobacteria; 


Enterobac 
265678472 


859076 86059 
Desulfuromonadales 


; Geobacte 
265678427 
quence 

ria; Desul 


265678394 


974224 97564 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiracea 
414236 Bacteria_16S 1119487 11195511 65 gi| 228716249 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 11198 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
414236 Bacteria_16S 1128580 1128632 3 55 gi| 253680771 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campy 
Helicobacter. 

414236 Bacteria_16S 1140721 1140777 1 57 gi| 253680763 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salini 
Salinisphaera. 

414236 Bacteria_16S 1172513 1172573 3 63 gi| 228719312 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 11713 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Syn 
Dethiosulfovibrio. 

414236 Bacteria_16S 1279457 1279521 1 65 gi| 219846093 


strain ELCA-2 16S 
Tenericutes; Moll 
414236 Bacteria_16S 


icutes; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


1517335 1517399 1 


65 gi 


1278319 12798 
Entomoplasmataceae; M 


219873435 


ref|NR_029306.1 

96815 98277 
lfobacterales; D 
ref|NR_029177.1 
282818 284333 
fobacterales; De 
ref |NR_029066.1 
esoplasma. 
ref |NR_029034.1 

482698 484170 
es; Synergistace 
ref |NR_028938.1 


teriaceae; Morga 
ref |NR_028912.1 
7 Enterobacter 
teriaceae; Enter 
ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref|NR_028893.1 

691014 692520 
bacteriales; Ent 
ref|NR_028888.1 
Thiocystis. 
ref|NR_028875.1 
8 Enterobacter 
teriaceae; Enter 
ref|NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref |NR_028786.1 


teri 
ref 


aceae; Samso 
NR_028775.1 


raceae; Geobacte 
ref|NR_028729.1 

926361 927852 
fobacterales; De 


ref |NR_028696.1 


ewinella. 
NR_027549.1 


e; L 
ref 


erobacteriac 
ref|NR_028019.1 

1127427 112890 
lobacterales; He 


Ent 


ref|NR_028011.1 
1139586 114102 
sphaerales; Sali 


ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 
ref|NR_025683.1 


esoplasma. 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfotignum. 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Desulfobacter 
Desulfobacter 


sulfobacteraceae; 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Dethiosulfovibrio 

Dethiosulfovibrio 
ae; Dethiosulfovibrio. 

Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 
Desulfobacterium 
Desulfobacterium 

sulfobulbaceae. 
Buttiauxella 
Buttiauxella 

erobacteriaceae; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 
Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


r. 
Desulfotalea 
Desulfotalea 

sulfobulbaceae; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Helicobacter 

7 Helicobacter 

licobacteraceae; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Dethiosulfovibrio 
sulfovibrio 


rgistaceae; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


ref |NR_025194.1 
1516159 151759 


Desulfotignum 
6 Desulfotignum 


strain ATCC 29914 
Proteobacteria; G 


strain DSM 43049 


Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


strain DSM 40597 


Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


purpurogeneiscler 


Streptomycineae; 
4 
strain Albert 199 
Proteobacteria; G 


strain 888-76 16S 
Proteobacteria; G 


strain DSM 12145 
Bacteroidetes; Sp 


strain L1/68 16S 
Proteobacteria; G 
strain ET-5b 16S 

Firmicutes; Bacil 
4 
strain DSM 5000 1 
Proteobacteria; G 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


1553753 15538171 65 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1597722 1597774 3 55 gi 


Stre 
1599270 1599322 3 55 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1600818 1600870 3 


, 


55 gi 
Stre 
1602366 1602418 3 55 gi 
oticus strain DSM 43156 16S ribosomal 


Streptomycetaceae; Streptomyces. 

1667731 1667795 1 65 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1672336 1672400 1 65 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1718081 1718133 3 55 gi 


hingobacteria; Sphingobacteriales; 
1927872 1927924 3 55 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1968931 1968995 1 65 gi 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
1988911 1988975 1 65 gi 


Sph 
gi 


ammaproteobacteria; Enterobacteriales; 


proteamaculans st 
proteamaculans Ba 
Serratia. 


414236 Bacteria_16S 


414236 Bacteria_16S 


1990460 1990524 1 65 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1992008 1992072 1 


65 gi 


219857220 

15525 
Enterobac 

219878480 


16S ribosomal RNA, partial sequence 1596580 15980 


ptomycinea 
219878479 
partial s 
te 


219878478 


16S ribosomal RNA, partial sequence 1599676 16011 


ptomycinea 
219878477 
RNA, parti 


219878430 

16665 
Enterobac 

219878427 


1671187 16725 


Enterobac 
219878396 


16S ribosomal RNA, partial sequence 1716916 17183 


ingobacter 
219878243 


1926697 19282 


anthomonad 
219878216 


1967755 19691 


edis; Ther 
219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 19923 


Proteobacteria; G 


strain DSM 12358 
Proteobacteria; G 
DSM 5563 16S ribo 
Gammaproteobacter 
4 
strain 81H-380. 
Proteobacteria; 


at 
G 


strain Eb 13/82 1 
Proteobacteria; G 


strain $3/2-161 1 
Proteobacteria; G 


strain S1/1-984 1 
Proteobacteria; G 


ferragutiae strai 
ferragutiae Bacte 


Buttiauxella. 


strain $1/6-571 1 
Proteobacteria; G 


carotovorum subsp 


Enterobacteriales 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 
1995098 1995162 1 65 gi 


16S ribosomal RNA, partial sequence 1993927 19 


ammaproteobacteria; Enterobacteriales; 
1999718 1999782 1 65 gi 


somal RNA, partial sequence 1998561 2000045 Pr 


Enterobacteriac 
65 gi 


Enterobacteriales; 
2002787 2002851 1 


ia; 


6S ribosomal RNA, partial sequence 2001636 20 


ammaproteobacteria; Enterobacteriales; 
2004320 2004384 1 65 gi 


6S ribosomal RNA, partial sequence 2003168 20 


ammaproteobacteria; Enterobacteriales; 
2005864 2005928 1 65 gi 


6S ribosomal RNA, partial sequence 2004699 20 


ammaproteobacteria; Enterobacteriales; 
2007410 2007474 1 65 gi 


6S ribosomal RNA, partial sequence 2006247 20 


ammaproteobacteria; Enterobacteriales; 
2008954 2009018 1 65 gi 
n DSM 9390 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
2010513 2010577 1 


65 gi 


6S ribosomal RNA, partial sequence 2009346 20 


ammaproteobacteria; Enterobacteriales; 
2028385 2028449 1 65 gi 
odoriferum strain LMG 17566 16S ribo 


; Enterobacteriaceae; Pectobacterium. 


4 


14236 Bacteria_16S 


Enterobac 
219878199 
954 

Enterobac 
219878196 
agi 
eae; Pragi 

219878194 
031 

Enterobac 
219878193 
046 

Enterobac 
219878192 
061 

Enterobac 
219878191 
077 

Enterobac 

219878190 
sequence 
ia; Entero 


’ 


219878189 
108 
Enterobac 
219878177 
somal RNA, 


2117057 2117117 3 63 gi 


219857657 


elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 


ridae; Actin 


ref|NR_024848.1 
80 1554073 Provid 
teriaceae; Providencia. 
ref|NR_025619.1| Streptomyces niger 
77 Streptomyces niger Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025618.1| Streptomyces 
equence 1598128 1599625 Streptomyces 
omycetales; Streptomycineae; 


Providencia stuartii 
encia stuartii Bacteria; 


ref|NR_025617.1| Streptomyces violens 
73 Streptomyces violens Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025616.1| Streptomyces 


al sequence 1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter cowanii Bacteria; 
teriaceae; Enterobacter. 

ref|NR_025535.1| Pedobacter saltans 

94 Pedobacter saltans Bacteria; 

iaceae; Pedobacter. 

ref|NR_025382.1| Ignatzschineria larvae 
10 Ignatzschineria larvae Bacteria; 
aceae; Ignatzschineria. 

ref|NR_025355.1| Thermicanus aegyptius 
80 Thermicanus aegyptius Bacteria; 
micanus. 
ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref |NR_025338.1| Serratia entomophila 
42 Serratia entomophila Bacteria; 
teriaceae; Serratia. 

ref|NR_025335.1| Pragia fontium strain 
a fontium Bacteria; Proteobacteria; 

a. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 

ref|NR_025332.1| Budvicia aquatica 

48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 

ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025330.1| Buttiauxella gaviniae 
41 Buttiauxella gaviniae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025329.1| Buttiauxella 

2007792 2009295 Buttiauxella 
bacteriales; Enterobacteriaceae; 


ref|NR_025328.1| Buttiauxella brennerae 
50 Buttiauxella brennerae Bacteria; 
teriaceae; Buttiauxella. 
ref|NR_025316.1| Pectobacterium 

partial sequence 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 
2 


NR_025246.1| Microbulbifer 
115900 2117390 Microbulbifer 


elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Microbulbifer. 


DSM 4568 16S ribo 
Gammaproteobacter 


4 
salipaludis strai 
Bacteria; Proteob 
4 
mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 

4 
strain MIT 97-507 
roteobacteria; E 


arinus strain sr 
acteria; Synergi 


imimaris strain 
acteria; Proteob 


Or RWS sD 


dichotomicum stra 
dichotomicum Bact 


strain LSv514 16S 
Proteobacteria; D 


strain ATCC15947 
Bacteria; Proteob 


strain JCM1680 16 
Proteobacteria; G 
4 
strain JCM1679 16 
roteobacteria; G 


P 
4 
transvaalensis st 
transvaalensis Ba 
4 
strain ATCC 12775 
Proteobacteria; G 


strain JCM1240 16 
Proteobacteria; G 


strain JCM1234 16 
Proteobacteria; G 


strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 


strain LMG 2542 1 
Proteobacteria; G 
4 
strain GraMall 16 
roteobacteria; D 


istidinovorans s 
istidinovorans B 


alotolerans DSM 
acteria; Proteob 


P 
4 
h 
h 
4 
h 
B 
4 
deleyianum strain 


Campylobacteracea 


kuznetsovii strai 
kuznetsovii DSM 6 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 
Sulfurospirillum deleyia 


414236 Bacteria_16S 


414236 Bacteria_16S 


2121588 2121652 1 65 gi 
Enterobacteriales; Enterobacteriac 

2138230 2138282 3 55 gi 
n SM-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2256517 2256581 1 65 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


ia; 


2293162 2293214 3 55 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2351951 2352011 3 63 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2355001 2355053 3 55 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2453933 2453997 1 65 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2524847 2524903 1 57 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2763638 2763702 1 65 gi 


acteria; Gammaproteobacteria; Enteroba 
2765154 2765218 1 65 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2766670 2766734 1 65 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2795341 2795405 1 65 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
2856161 2856225 1 65 gi 

16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2947885 2947949 1 65 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2952364 2952428 1 65 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2953862 2953926 1 65 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2967435 2967499 1 65 gi 
ammaproteobacteria; Enterobacteriales; 
3052590 3052654 1 65 gi 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
3088756 3088820 1 65 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3112678 3112742 1 65 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
3138220 3138272 3 55 gi 
Spirillum 5175 16S ribosomal RNA, par 


Sulfurospirillum. 
3156535 3156599 1 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3212680 3212732 3 55 gi 


e; 
65 gi 


ea 


en 
na 


eq 
er 


Ss; 


ne 


nc 
ob 


1 
ti 


D 


16S ribosomal RNA, partial sequence 2762542 27 


ct 


E 


2765507 27 


E 


se 


id 


E 


E 


E 


E 


E 


’ 


1 
ri 


ne 
ac 


ea: 


se 
cl 


219857654 
somal RNA, partial sequence 2120505 2121907 Cedec 


e; Cedec 


219857643 


ce 21370 
dales; 


uence 
ia; Desu 


219857536 


22920 
Helicob 


219857493 


23507 
rgistace 


219857491 


e 23538 
acterale 


219857417 


sequence 
nomyceta 


219857361 
2523668 25251 


esulfobu 


219857142 


639 


eriales; 


219857141 
2763991 27 


654 


nterobac 


219857140 


669 


nterobac 


219857120 


quence 


iales; C 


219856887 


28549 
nterobac 


219856825 
2946729 29481 


nterobac 


219856822 
2951208 29526 


nterobac 


219856821 
2952708 29541 


nterobac 


219846946 
6S ribosomal RNA, partial sequence 2966273 29677 


nterobac 


219846887 
complete sequence 3051418 30529 


Pelobact 


219846863 


sequence 
diales; 


219846847 


e 31115 
terales; 


219846830 


al seque 


219846818 


quence 
ostridia 


219846780 


Alter 
219857562 


ref 
ead 
ea. 
ref|NR_025232.1 
73 2138564 Microb 

omonadaceae; 
ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


NR_025243.1 
avisae Bacte 


ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref|NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 
56 Edwardsiella 
teriaceae; Edwar 
ref|NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref |NR_024748.1 

2794179 279557 
lostridiaceae; A 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024644.1 


teriaceae; Serra 
ref|NR_024641.1 
57 Enterobacter 
teriaceae; Enter 
ref|NR_024640.1 


teriaceae; Enter 


ref|NR_026538.1 


teri 
ref 


aceae; Dicke 
NR_026479.1 


eraceae; Malonom 
ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026422.1 
nce 313708 


ref|NR_026410.1 
155325 315690 
Peptococcac 


NR_026372.1 


w 


les; 
ref 


Cedecea davisae strain 
ria; Proteobacteria; 


Microbulbifer 
ulbifer salipaludis 
Microbulbifer. 
Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Desulfomonile 
omonile limimaris 
Desulfomonile. 
Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Desulfotalea arctica 


v 


arctica Bacteria; 


talea. 
Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 

Alkaliphilus 
1 Alkaliphilus 
lkaliphilus. 

Pseudomonas flectens 
monas flectens Bacteria; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Enterobacter asburiae 


29 Enterobacter asburiae Bacteria; 


obacter; Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


onas. 
Natronincola 

0 Natronincola 

Natronincola. 

Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Sulfurospirillum 

4 3138514 


num Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Helicobacter 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 


bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 
4 
strain DSM 10020 
Firmicutes; 


strain ATCC 13313 
Proteobacteria; 


strain ATCC 29903 
Proteobacteria; 


acidigallici stra 


Pelobacter. 
4 
lentocellum strai 
Bacteria; Firmicu 


strain Inkinen 16 
Proteobacteria; E 


szegediense strai 
Bacteria; Proteob 


strain ATCC 15712 
Bacteria; Proteob 


strain HK 204 16S 
Proteobacteria; G 
4 
strain EN 101 16S 
roteobacteria; G 


P 
4 
wasabiae strain S 
Bacteria; Proteob 


414236 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 

4 
strain 1846 16S 


Proteobacteria; G 


414236 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


strain VIS 16S ri 
Tenericutes; Moll 


strain LRB 8581 1 
Proteobacteria; E 


414236 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


414236 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


414236 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 
4 
strain Hh-2 16S r 
Proteobacteria; E 


414236 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


14236 Bacteria_16S 


Clostridia; 
414236 Bacteria_16S 


G 
414236 Bacteria_16S 


G 
414236 Bacteria_16S 
in DSM 2377 16S ribosomal RNA, partial 
acidigallici Bacteria; 


14236 Bacteria_16S 
n RHM5 16S ribosomal RNA, partial sequence 35967 


Lachnospiraceae; 
414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


3232324 3232388 1 65 


Clostridiales; 


3271615 3271679 1 65 


3273153 32732171 65 


3521559 3521623 1 65 


Proteobacteria; 


3597924 3597988 1 65 


tes; Clostridia; Clostridiales; 


3647845 3647897 3 55 
S ribosomal RNA, partial sequence 


3649387 3649439 3 55 


3667816 3667880 1 65 


3669322 3669386 1 65 
ribosomal RNA, partial sequence 


3670828 3670892 1 65 
ribosomal RNA, partial sequence 


3672336 3672400 1 65 


3673844 3673908 1 65 


cteria; Proteobacteria; 


3675349 3675413 1 65 
ribosomal RNA, partial sequence 


3687498 3687562 1 65 
bosomal RNA, partial sequence 


3689015 3689079 1 65 
bosomal RNA, partial sequence 


3698014 3698066 3 55 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


Deltaproteobacteria; 


psilonproteobacteria; Campylobacterales; 
414236 Bacteria_16S 
n OR2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
414236 Bacteria_16S 

16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 
414236 Bacteria_16S 


ammaproteobacteria; Enterobacteriales; 
ammaproteobacteria; Enterobacteriales; 
14236 Bacteria_16S 


R91 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 


icutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 


gi|219846766 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Family XI. 


gi|219846740 


gi|219846739 


219846562 
sequence 


gi 


gi|219846509 


gi| 219846473 
3646715 36481 


219846472 
36482 


gi 


219846459 
36666 


gi 
gi|219846458 
3668184 36696 


gi|219846457 
3669690 36711 


219846456 
36711 


gi 


gi|219846455 


rain ATCC 43762 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846454 
3674212 36756 


gi|219846446 
3686364 36878 


gi|219846445 
3687881 36893 


gi| 219846438 


6S ribosomal RNA, partial sequence 3696887 36983 


Incertae Sedis; 


32704 
Enterobacteriaceae; 


32719 
Enterobacteriaceae; 


Desulfuromonadales; 


Helicobacteraceae; 


Enterobacteriaceae; 


Enterobacteriaceae; 


Enterobacteriales; 


Enterobacteriaceae; 


ref|NR_026358.1| Peptoniphilus harei 
56 Peptoniphilus harei Bacteria; 
Peptoniphilus. 

ref |NR_026332.1| Shigella dysenteriae 
47 3271933 Shigella dysenteriae Bacteria; 
Shigella. 

ref |NR_026331.1| Shigella flexneri 

84 3273471 Shigella flexneri Bacteria; 
Shigella. 

NR_026154.1| Pelobacter 

3520389 3521882 Pelobacter 
Pelobacteraceae; 


ref|NR_026101.1| Clostridium 

93 3598277 Clostridium lentocellum 
Cellulosilyticum. 

ref|NR_026065.1| Helicobacter salomonis 
55 Helicobacter salomonis Bacteria; 
Helicobacter. 
ref|NR_026064.1| Methylocaldum 

06 3649696 Methylocaldum szegediense 
Methylocaldum. 
ref|NR_026050.1| Brenneria salicis 

79 3668133 Brenneria salicis ATCC 15712 
Enterobacteriaceae; Brenneria. 
ref|NR_026049.1| Erwinia persicina 

39 Erwinia persicina Bacteria; 

Erwinia. 

ref|NR_026048.1| Brenneria nigrifluens 
45 Brenneria nigrifluens Bacteria; 
Brenneria. 

ref|NR_026047.1| Pectobacterium 

96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026046.1| Pectobacterium 
3672704 3674161 Pectobacterium 
Enterobacteriaceae; 


ref|NR_026045.1| Pantoea ananatis 
66 Pantoea ananatis Bacteria; 
Pantoea. 

ref|NR_026037.1| Mycoplasma yeatsii 
30 Mycoplasma yeatsii Bacteria; 


ref|NR_026036.1| Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 


ref|NR_026029.1| Helicobacter trogontum 
08 Helicobacter trogontum Bacteria; 


14236 Bacteria_16S 


psilonproteobacteria; Campylobacterale 
3766706 3766758 3 55 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
3768115 3768179 1 65 gi 
SEBR 2840 16S ribosomal RNA, partial 

ia; Proteobacteria; Deltaproteobacteri 


3775595 3775659 1 65 gi 
in KS-1 16S ribosomal RNA, partial seq 
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limnophilus strain Mu 290 16S ribosomal RNA, 


limnophilus Bacte 
Planctomyces. 

414236 Bacteria_16S 
strain LC 1 16S r 
Firmicutes; Clost 
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ref 
4 
Sp 
ref 


ref 


teri 
ref 


ulfo 


ref 

D 
De 
ref 


ref 


Thi 


ref 


ref 


lost 
ref 


llac 
ref 


ref 


Clos 


ref 


2 


ref 


ra. 
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NR_029252.1 
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414236 Bacteria_16S 326584 326639 1 56 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

414236 Bacteria_16S 328109 328164 1 56 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

414236 Bacteria_16S 394738 394793 1 56 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

414236 Bacteria_16S 516028 516083 1 56 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

414236 Bacteria_16S 537461 537516 1 56 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

414236 Bacteria_16S 568038 568093 1 56 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

414236 Bacteria_16S 595084 595139 1 56 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

414236 Bacteria_16S 598015 598070 1 56 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
strain BCH 16S ribosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

414236 Bacteria_16S 605557 605612 1 56 gi| 265678648 |ref|NR_028953.1| Saccharospirillum 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirillaceae; 
Saccharospirillum. 

414236 Bacteria_16S 620896 620951 1 56 gi|265678638|ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
414236 Bacteria_16S 664854 664909 1 56 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

414236 Bacteria_16S 677072 677127 1 56 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

414236 Bacteria_16S 729977 730032 1 56 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

414236 Bacteria_16S 733046 733101 1 56 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

414236 Bacteria_16S 784079 784134 1 56 gi| 265678523 |ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

414236 Bacteria_16S 802484 802539 1 56 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

414236 Bacteria_16S 813214 813269 1 56 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
414236 Bacteria_16S 1160334 1160389 1 56 gi|228721485|ref|NR_027608.1| Desulfotomaculum 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 1159166 1160688 Desulfotomaculum acetoxidans 
DSM 771 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

414236 Bacteria_16S 1164917 1164971 1 55 gi| 228720667 |ref|NR_027596.1| Mitsuokella multacida 
DSM 20544 16S ribosomal RNA, partial sequence 1163739 1165249 Mitsuokella multacida DSM 20544 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

414236 Bacteria_16S 1288653 1288716 1 64 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

414236 Bacteria_16S 1384267 1384322 1 56 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

414236 Bacteria_16S 1406676 1406731 1 56 gi|219857143|ref|NR_024771.1| Acetobacter 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 1405568 1406981 Acetobacter 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 
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A 


4 
s 
F 
4 


Pp 


Pp 
4 


14236 Bacteria_16S 
ottschalkii stra 
ottschalkii Bact 
naerobranca. 
14236 Bacteria_16S 
train KCTC 3666 
irmicutes; Bacil 
14236 Bacteria_16S 
eptonophila stra 
eptonophila Bact 
14236 Bacteria_16S 


eria; 


2397518 2397573 1 
Firmicutes; 


2450856 2450911 1 


2452408 2452463 1 


Firmicutes; 
2456943 2456998 1 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 


56 


56 


in KCTC 9740 16S ribosomal RNA, partia 


eria; Bacillales; 


gi| 219857462 


in LBS3 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 


gi|219857419 


16S ribosomal RNA, partial sequence 2449732 24511 
lales; Thermoactinomycetaceae; Laceyel 


Clo 


stri 


ref 


2396386 23978 


NR_025050.1 
1 
diales Famil 


NR_025007.1 


36 Lachnobacterium bovis Bacteria; 


Clostridium 


quence 2325260 2326777 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Laceyella putida 


92 Laceyella putida Bacteria; 


la. 
56 gi|219857418|ref|NR_025006.1| Seinonella 
1 sequence 2451243 2452743 Seinonella 
Thermoactinomycetaceae; Seinonella. 
56 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 


2455783 2457213 Aeromonas 


salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Aeromonadaceae; 


Aeromonas. 


414236 Bacteria_16S 
strain Z-2189 16S 
irmicutes; 
14236 Bacteria_16S 


14236 Bacteria_16S 


acteria; Firmicutes; 
14236 Bacteria_16S 
strain A3.12 16S 
Proteobacteria; 
414236 Bacteria_16S 


F 
4 
n 
Bacteria; 
4 
a 
B 
4 


acidaminophila strain DSM 3853 16S ribosomal RNA, partial 
acidaminophila Bacteria; 


414236 Bacteria_16S 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial 


granulomatis Bacteria; 
414236 Bacteria_16S 
strain HPA92 16S 
Proteobacteria; 
414236 Bacteria_16S 


2467553 2467608 1 

Clostridiales; 
2470583 2470638 1 
2527833 2527888 1 
Clostridia; 
2533954 2534009 1 
2566938 2566993 1 


Firmicutes; 
2600685 2600740 1 


Proteobacteria; 
2602239 2602294 1 


2603793 2603848 1 


56 


ribosomal RNA, partial sequence 


Clostridia; Clostridiaceae; 


56 


itratis strain ALJ12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


56 


lkaliphilum strain S1 16S ribosomal RNA, partial sequence 
Clostridiales; 


56 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; 


56 


Clostridia; 


56 


56 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; 


56 


strain 177 16S ribosomal RNA, partial sequence 


Proteobacteria; 
414236 Bacteria_16S 


2605347 2605402 1 


Gammaproteobacteria; Pasteurellales; 


56 


strain P925 16S ribosomal RNA, partial sequence 


Proteobacteria; 
414236 Bacteria_16S 


succinogenes strain 1302 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


succinogenes Bacteria; 
Actinobacillus. 
414236 Bacteria_16S 
floricola strain 
Bacteria; 
414236 Bacteria_16S 
strain EPSA11 16S 
Bacteroidetes; 
414236 Bacteria_16S 
strain EHS11 16S 
Bacteroidetes; 
414236 Bacteria_16S 
toyohensis strain 
TOBE Bacteria; 
414236 Bacteria_16S 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 
nagasakiensis Bacteria; 


Thermaerobacter. 
414236 Bacteria_16S 


stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


stanieri Bacteria; 
Marinobacterium. 
414236 Bacteria_16S 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 
Clostridiales; 


marianensis Bacteria; 
Thermaerobacter. 
414236 Bacteria_16S 
strain 10371 16S 
acteroidetes; 
14236 Bacteria_16S 


B 
4 
° 
Bacteria; Firmicutes; 
414236 Bacteria_16S 
a 

a 


Desulfovibrio. 
414236 Bacteria_16S 


vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


vietnamensis Bacteria; 
Desulfovibrio. 
414236 Bacteria_16S 


Bacteroidia; 


Bacteroidia; 


Bacteroidia; 


2639161 2639216 1 
Proteobacteria; 


2696128 2696183 1 


2700786 2700841 1 


2702326 2702381 1 


2756175 2756230 1 


Clostridia; 
2757743 2757798 1 


Firmicutes; 


2866959 2867014 1 


2905312 2905367 1 
Firmicutes; 


3145772 3145827 1 


3154942 3154997 1 


Clostridia; 
3243050 32431051 


3314205 3314295 3 
Proteobacteria; 


3323335 33233901 


Clostridia; 


Clostridia; 


Gammaproteobacteria; Pasteurellales; 


56 


56 


S-877 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


56 


ribosomal RNA, partial sequence 
Bacteroidales; 


56 


ribosomal RNA, partial sequence 
Bacteroidales; 


56 


ToBE 16S ribosomal RNA, partial sequence 
Firmicutes; 


56 


56 


56 


56 


ribosomal RNA, partial sequence 
Bacteroidales; 


56 


Clostridiales; 


56 


fricanus strain DSM 2603 16S ribosomal RNA, partial sequence 
fricanus Bacteria; Proteobacteria; Deltaproteobacteria; 


94 


56 


Peptococcaceae; 


Prevotellaceae; 


Prevotellaceae; 


Prevotellaceae; 


219857405 |ref 


gi 


NR_024993.1 


Clostridium fimetarium 


2466381 2467877 Clostridium fimetarium Bacteria; 


Clostridium. 


gi|219857403|ref 


219857359 |ref 


gi 


Desu 


gi| 219857355 |ref 


2532800 2534256 Peredibacter 


Bacteriovorac 


gi|219857290|ref 


219857268 |ref 


gi 
Pasteurel 


gi|219857267|ref 


2469412 2470870 Thioal 
Ectothiorhodospiraceae; 


2526673 2528174 Desulf 
1fotomaculum. 


sequence 2565759 256728 
Clostridiales; Veill 


sequence 2599506 260100 
Gammaproteobacteria; 


NR_024991.1 


NR_024947.1 


NR_024943.1 


aceae; 
NR_024921.1 


onellaceae; 
NR_024899.1 


lales; Paste 
NR_024898.1 


Thioalkalivibrio 
kalivibrio nitratis 
Thioalkalivibrio. 
Desulfotomaculum 
otomaculum alkaliphilum 


Peredibacter starrii 


starrii Bacteria; 
Peredibacter. 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 

Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


2601060 2602563 Mannheimia ruminalis Bacteria; 


Pasteurellaceae; 
gi|219857266|ref 


Mannheimia. 
NR_024897.1 


Mannheimia varigena 


2602614 2604117 Mannheimia varigena Bacteria; 


Pasteurellaceae; 
gi|219857265|ref 


Mannheimia. 
NR_024896.1 


Mannheimia glucosida 


2604168 2605671 Mannheimia glucosida Bacteria; 


Pasteurellaceae; 
gi|219857232|ref 


Pasteurel 


219857191 |ref 


gi 


Acet 


gi| 219857188 |ref 


2637974 263946 


2695010 2696445 Saccha 


Mannheimia. 
NR_024860.1 


lales; Paste 


NR_024819.1 


obacteraceae 
NR_024816.1 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Saccharibacter 

ribacter floricola 

; Saccharibacter. 
Prevotella salivae 


2699606 2701098 Prevotella salivae Bacteria; 


Prevotella 


gi|219857187|ref 


NR_024815.1 


Prevotella shahii 


2701149 2702638 Prevotella shahii Bacteria; 


Prevotella 
gi|219857149|ref 
Thermo 
219857148 |ref 


gi 
Clostr 


219856880 | ref 


gi 
Alteromonadal 


219856853] ref 


gi 
Clostrid 


219846825 |ref 


gi 


2754990 2756495 Therma 
Thermoanaerobacterales; 


sequence 2756546 275805 


Clostridiales; 


2865789 286730 


2904128 290561 


NR_024777.1 


anaerobacter 
NR_024776.1 


idiales Fami 
NR_024699.1 
es; Alteromo 
NR_024672.1 


iales Family 


NR_026417.1 


Thermanaeromonas 

naeromonas toyohensis 

aceae; Thermanaeromonas. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Thermaerobacter 
5 Thermaerobacter 


XVII. Incertae Sedis; 


Prevotella pallens 


3144616 3146069 Prevotella pallens Bacteria; 


219846819 |ref 


gi 


rientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulf 
Peptococcaceae; 


Desu 


gi| 219846759 |ref 


Desulfovibri 


219846711|ref 


gi 


Desulfovi 


Prevotella. 


3241884 324339 


3313036 331453 


NR_026411.1 


1lfosporosinu 
NR_026351.1 


onales; Desu 


NR_026303.1 


brionales; D 


219846704 |ref 


gi 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Desulfovibrio 

3 Desulfovibrio 
lfovibrionaceae; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


NR_026296.1 


Thermoanaerobacterium 


aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Incertae Sedis; 


Thermoanaerobacterium. 


arinum DSM 5261 


4 
m. 
Proteobacteria; 
4 


ruminis strain DS 


Bacteria; 


strain DSM 6011 1 
Firmicutes; 


strain B422 16S r 
Bacteroidetes; Ba 


stercorarium subs 


Clostridiaceae; C 


14236 Bacteria_16S 


G 
14236 Bacteria_16S 
M 9236 16S ribosomal RNA, partial sequ 
Firmicu Clostridiales; Veillo 
414236 Bacteria_16S 


Clost 
414236 Bacteria_16S 


414236 Bacteria_16S 


3388891 3388946 1 


16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chro 


3445533 3445588 1 
tes; Clostridia; 
3526060 3526115 1 


ridia; Clostridiales; 
3573506 3573561 1 
ibosomal RNA, partial 
cteroidia; 
3582485 3582540 1 


lostridium. 


Bacteroidales; 


56 gi 


56 gi 


56 gi 


6S ribosomal RNA, partial sequence 3524935 35264 


Clostridiaceae; 
56 gi 
sequence 


56 gi 


p.- thermolacticum strain TX41 16S ribo 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


3572354 35738 
Prevotellace 


219846653|ref 


Rha 
ref 


matiaceae; 
219846613 
ence 34443 
nellaceae; 
219846559 


Suc 
ref 


Clostridiu 
219846527 


m. 
ref 
ae; Prevot 
219846521 
somal RNA, 


ella 
ref 
par 


NR_026245.1 
93 Rhabdochromatium marinum Bacteria; 
bdochromati 
NR_026205.1 
50 3445854 Succi 
ciniclastic 
NR_026151.1 
07 Clostridium colinum Bacteria; 


NR_026119.1 
12 Prevotella intermedia Bacteria; 


NR_026113.1 
tial sequenc 


Rhabdochromatium 
um. 

Succiniclasticum 
iclasticum ruminis 
m. 

Clostridium colinum 


n 
U 


Prevotella intermedia 


Clostridium 
e 3581316 3582832 


414236 Bacteria_16S 3613115 36131701 56 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

414236 Bacteria_16S 3678487 3678542 1 56 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

414236 Bacteria_16S 3765201 3765256 1 56 gi|219846388|ref|NR_025979.1| Desulfotomaculum 
thermocisternum strain ST90 16S ribosomal RNA, partial sequence 3764125 3765516 Desulfotomaculum 
thermocisternum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
414236 Bacteria_16S 3813509 3813564 1 56 gi|219846354|ref|NR_025945.1| Aeromonas 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 

414236 Bacteria_16S 3824254 3824309 1 56 gi| 219846347 |ref|NR_025938.1| Haemophilus 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Haemophilus. 

414236 Bacteria_16S 4009238 4009293 1 56 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 


strain 848 16S ri 
Proteobacteria; G 


414236 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


414236 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


414236 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


414236 Bacteria_16S 


succinivorans str 
succinivorans Bac 


414236 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


414236 Bacteria_16S 


strain Z-7937 16S 


Firmicutes; Clost 


414236 Bacteria_16S 


strain KPA 16S ri 


Firmicutes; Lacto 


414236 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


414236 Bacteria_16S 


Bacteria; Proteob 


ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

4184126 4184181 1 56 gi|219846088|ref|NR_025678.1| Tepidibacter 
n SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
ria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

4208260 4208315 1 56 gi|219846070|ref|NR_025660.1| Carboxydocella 

strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
ella. 

22291 22345 1 55 gi|265679049|ref|NR_029357.1| Propionispira arboris 
ibosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
ridia; Clostridiales; Veillonellaceae; Propionispira. 

70812 70866 1 55 gi| 265679017 |ref|NR_029325.1| Schwartzia 
ain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
teria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

90207 90261 1 55 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
ain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
teria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
erium. 

91692 91746 1 55 gi|265679002|ref|NR_029310.1| Natroniella acetigena 

ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

94858 94912 1 55 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
bosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

102602 102656 1 55 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

122550 122604 1 55 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 

amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
acteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 

130020 130074 1 55 gi|265678976|ref|NR_029284.1| Prevotella dentalis 


414236 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


cteroidia; Bacteroidal 


414236 Bacteria_16S 


181724 181778 1 


bosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


Prevotellace 
55 gi 


es; 


4008054 40095 


128870 13034 


ella. 
ref 


ae; Prevot 
265678942 


59 Aeromonas molluscorum Bacteria; 


1 Prevotella dentalis Bacteria; 


NR_029250.1 


Clostridium 


proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 


Bacteria; Firmicu 


tes; Clostridia; 


Clostridiales; 


Clostr 


idiaceae; Clostridium. 


acteria; 


Pseudomonas. 


414236 Bacteria_16S 
strain CFBP 2022 
roteobacteria; 

14236 Bacteria_16S 
alleroniana strain CFBP 4389 16S ribosomal RNA, partia 
alleroniana Bacteria; 


P 
4 
p 
p 
Pseudomonas. 
4 


acteria; 


strain Wt/la 


strain TMAO3 
Firmicutes; 


414236 Bacter 
strain P 513/19 1 
Proteobacteria; 
414236 Bacter 
strain P 527/13 1 
Proteobacteria; 
414236 Bacteria_16S 
strain P 538/23 1 
Proteobacteria; 
414236 Bacteria_16S 
strain 520-20 16S ribosomal RNA, 


414236 Bacteria_16S 
vibrioformis stra 
vibrioformis Bacteria; 
414236 Bacteria_16S 
strain B7-43 16S 
Proteobacteria; 
414236 Bacteria_16S 
nipponensis strain HKI 0315 16S ribosomal RNA, partial 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
414236 Bacteria_16S 
delbrueckii subsp. 
Lactobacillus delbrueckii subsp. 
Lactobacillus. 
414236 Bacteria_16S 
strain OK2 16S ribosomal RNA, partial sequence 
roteobacteria; 


alixensis strain 
alixensis Bacteria; 
14236 Bacteria_16S 
strain LCl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
414236 Bacteria_16S 
strain TF-27 16S 
Proteobacteria; 

414236 Bacteria_16S 
rhizosphaerae strain IH5 16S ribosomal RNA, 
rhizosphaerae Bacteria; 


14236 Bacteria_16S 
strain DLE411J 16S ribosomal RNA, partial sequence 
Proteobacteria; 
414236 Bacteria_16S 

ushuaiensis strain Ul 16S ribosomal RNA, partial sequen 
B Proteobacteria; Gammaproteobacteria; Oceanosp 
414236 Bacteria_16S 
coryniformis subsp. torquens strain 30 16S ribosomal RN. 
Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 
Lactobacillaceae; 
414236 Bacteria_16S 
benzenivorans strain B5 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Pseudonocardia. 
414236 Bacteria_16S 
16S 
Deinococcus-Thermus; 
414236 Bacteria_16S 
16S 
Clostridia; 
ia_16Ss 


ia_16S 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 
374761 374815 1 


55 gi 


Kitasatospora. 
380919 380973 1 55 gi 
indicus strain NCC725 16S ribosomal 


385517 385571 1 55 gi 


387077 387131 1 55 gi 


414922 414976 1 

Kx127A2 16S ribosomal RNA, complete s 

Firmicutes; Lactobacillales; 
419440 419502 3 65 


55 gi 


gi 


Gammaproteobacteria; Oceanospirillales; 
434956 435010 3 57 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; S 
445721 445775 1 55 gi 


Proteobacteria; 


458073 458127 1 55 gi 
Gammaproteobacteria; Pseudomonadales; P 
459525 459579 1 55 gi 


Proteobacteria; Gammaproteobacte 


471622 471676 1 55 gi 
Gammaproteobacteria; Pseudomonadales; P 
488552 488614 3 65 gi 


508619 508673 1 55 gi 


Lactobacillus. 


523760 523822 1 63 gi 


529874 529928 1 55 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; 
549687 549741 1 55 
ribosomal RNA, partial sequence 


gi 


Deinoco 
gi 


Clostridiales; Veillonellaceae; 
555815 555869 1 55 gi 


Gammaproteobacteria; Pseudomonadales; P 
557357 557411 1 55 gi 


Gammaproteobacteria; Pseudomonadales; P 
558901 558955 1 55 gi 


Gammaproteobacteria; Pseudomonadales; P 


361716 36321 


Desulfovibrionales; Desulfov 


384340 38587 


Gammaproteobacteria; Pseudomonadales; Pseudomonad 


14236 Bacteria_16S 
ffusa strain AP1 
Proteob 


P 

4 

e 03 16S ribosomal RNA, partial sequence 
B 

414236 Bacteria_16S 
k 

k 

4 


acteria; Gammaproteobacteria; Xanthomonadales; S 


418286 41972 
Halomonad 


433793 43528 


complete sequence 
Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 456977 45835 
seudomonadaceae; 


470446 47199 


528726 53019 
548509 55004 
6S ribosomal RNA, partial sequence 554659 55615 
6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


265678805 
sequence 


265678801 


265678798 


265678797 


38592 


265678778 
equence 


Lactobacillaceae; 


265678775 


265678765 


hewanellac 
265678758 


Pseu 


265678746 


265678745 
1 sequence 
ria; 


265678737 


265678726 
ce 48737 
irillales; 
265678713 


A, complet 


265678703 
ence 52260 
ales; Pseu 


265678699 


ccaceae; D 
265678686 


Sporomusa 
265678682 


seudomonad 
265678681 


seudomonad 
265678680 


seudomonad 


640702 640756 1 55 gi 
complete sequence 


Actinomyc 


RNA, parti 
indicus Bacteria; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 
ref 


seudomonadaceae; 


ref 


dono 


ref 


eino 
ref 


ref 


acea 
ref 


acea 
ref 


acea 


265678624 


3 Desulfovibrio 
ibrionaceae; 


al sequence 
Firmicutes; 


aceae; 


1 387397 Hydro 
inobacteraceae; 


413724 415278 


Lactobacillu 


aceae; 


444544 446074 
domonadales; 


2 524095 Pseudo 


NR_029110.1 


373661 375050 
etales; 


NR_029106.1 


NR_029103.1 


NR_029102.1 


NR_029083.1 


n 


NR_029080.1 


NR_029070.1 


Shewanella. 
NR_029063.1 


NR_029008.1 
cardineae; P 
NR_029004.1 
coccus. 
NR_028991.1 
NR_028987.1 


e; Pseudomon 
NR_028986.1 


e; Pseudomon 
NR_028985.1 


e; Pseudomon 


ref 


Lactobacillales; 


294673 294727 1 55 gi| 265678864 |ref|NR_029170.1| Prosthecochloris 

in 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 
362896 362958 3 65 gi|265678813|ref|NR_029118.1] Desulfovibrio putealis 


putealis Bacteria; 


Desulfovibrio. 


Kitasatospora 
Kitasatospora 


Streptomycineae; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 
Pseudomonas. 


Hydrocarboniphaga 


carboniphaga effusa 


Hydrocarboniphaga. 
Lactobacillus 
Lactobacillus 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Halomonas. 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Pseudomonas 
Pseudomonas 


Pseudomonadaceae; 


ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
Pseudomonas. 
ref|NR_029050.1] Pseudomonas 
458401 459808 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_029042.1| Pseudomonas lini 
0 Pseudomonas lini Bacteria; 
Pseudomonas. 
ref |NR_029031.1| Marinomonas 
1 488866 Marinomonas ushuaiensis 
Marinomonas. 
ref|NR_029018.1| Lactobacillus 
e sequence 507410 508930 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 


NR_028929.1 


Pseudomonas kilonensis 


639529 641056 Pseudomonas kilonensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


1 16S ribosomal 
lostridia; Clost 


rinaehominis str 
rinaehominis Bac 


7 16S ribosomal 
ammaproteobacter 


rederiksbergensi 
rederiksbergensi 
seudomonas. 


BohMhAMABREC HS HRADSA 


strain NVI 88/478 
Proteobacteria; 

4 
strain 19glyl 16S 
Firmicutes; Clost 


4 
halophila strain 
Bacteria; Proteob 
4 
histaminiformans 
istaminiformans 


acteria; Proteob 


alaludinii strai 
acteria; Firmicu 


POU POG aD 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


strain Pull 5.3 1 
Proteobacteria; G 
4 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


strain IMT37 16S 
Proteobacteria; G 
singaporensis str 
singaporensis Bac 
Desulforhopalus. 

4 
litoralis strain 

Bacteria; Proteob 


strain BT-H1 16S 
Firmicutes; Clost 


strain CIP 104663 
Proteobacteria; G 
4 
strain B1333 16S 

irmicutes; Lacto 


anicus strain DB 
acteria; Firmicu 


F 
4 
d 
B 
4 


insulare strain K 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


G 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


alvarum strain M 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


643812 643866 1 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
651432 651486 1 55 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
660302 660364 3 65 gi 
RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; Mo 
672471 672525 1 55 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


55 gi 


711426 711488 
16S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; 
726997 727051 1 55 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
734468 734522 1 55 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
736003 736057 1 55 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
754860 754914 1 55 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
765579 765633 1 55 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
768562 768616 1 55 gi 
osomal RNA, partial sequence 
Rhizobiales; 
771654 771708 1 55 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
785591 785645 1 55 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


3 65 gi 
partial sequence 


Hypho: 
gi 


791721 791783 3 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
807018 807072 1 55 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

822216 822270 1 55 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
907331 907393 1 63 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


65 gi 


gi 


935229 935283 1 55 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
939804 939866 3 65 gi 
ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
961500 961554 1 55 gi 
16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
996892 996946 1 55 gi 
ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1034926 1034980 1 55 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1051789 1051843 1 55 gi 
16S ribosomal RNA, partial sequence 


M 


265678622 


642624 644123 Sporo 


265678617 
tial seque 
rococcacea 
265678609 


659171 660617 Morax 


raxella. 

265678601 
ial sequen 
obacteria; 


265678575 
71023 
oritellace 
265678564 


725825 72731 


Succinisp 
265678559 
ce 73331 
ales; Chro 
265678558 
sequence 
tridiales; 
265678543 
ence 75371 
cteriales; 
265678536 
nce 76438 
nellaceae; 
265678534 


767437 76891 


microbiace 
265678532 


770475 77198 


seudomonad 
265678522 
1 sequence 
ria; Pseud 


265678518 


complete sequence 790537 79204 


sychromona 
265678508 
ce 80584 
ulfobacter 


265678498 


821061 82256 


seudomonad 
265678440 
al sequenc 
eria; Desu 


265678422 
e 93405 
brionales; 
265678419 


938639 94015 


e; Heliore 
265678404 

96032 
seudomonad 
265678380 


995703 99724 


catella. 
265678355 
10337 
urinibacil 
265678343 


ref 
musa 


NR_028927.1 
ovata Bacte 


ref 
nce 
e; 

ref 
ella 


NR_028922.1 

650305 
Aerococcus. 
NR_028914.1 
canis Bacte 


ref|NR_028906.1 
ce 671276 672778 
Pseudomonadales 


ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 
ref|NR_028868.1 
9 Succinispira 
ira. 
ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028862.1 
734793 736329 
Veillonellaceae 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref|NR_028838.1 


Devosia. 
NR_028836.1 


ae; 
ref 


aceae; Cellvibri 
ref |NR_028826.1 
784432 785869 
omonadales; Pseu 


ref|NR_028821.1 
3  Psychromonas 
daceae; Psychrom 
ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 
ref|NR_028801.1 
aceae; Pseudomon 
ref |NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref|NR_028721.1 


stis. 
ref|NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref|NR_028682.1 


ref |NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 


Sporomusa ovata strain 
ria; Firmicutes; 


Aerococcus 
651625 Aerococcus 


Moraxella canis strain 
ria; Proteobacteria; 


Pseudomonas 
Pseudomonas 
Pseudomonadaceae; 


’ 


Moritella viscosa 
lla viscosa Bacteria; 


Succinispira mobilis 


mobilis Bacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Allisonella 
Allisonella 
Allisonella. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 

Mitsuokella 
kella jalaludinii 


, 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO 

Pseudomonas 
Pseudomonas 
domonadaceae; 


Psychromonas arctica 


arctica Bacteria; 


onas. 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Desulforhopalus 
Desulforhopalus 

esulfobulbaceae; 


Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 


ref |NR_028645.1 


Marinospirillum 


1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 


414236 Bacteria_16S 1063869 1063923 1 55 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

414236 Bacteria_16S 1101245 1101299 1 55 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 1105840 1105894 1 55 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

414236 Bacteria_16S 1111957 1112019 3 65 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

414236 Bacteria_16S 1127071 1127125 1 55 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

414236 Bacteria_16S 1145283 1145337 1 55 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

414236 Bacteria_16S 1210384 1210438 1 55 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 


DSM 14365 16S rib 


Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Hali 
414236 Bacteria_16S 1211882 1211944 3 65 gi|224581438|ref|NR_027220.1 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 121215 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 

Halomonas. 

414236 Bacteria_16S 1214852 1214914 3 65 gi|224581436|ref|NR_027218.1 


strain Eplumel 16 
Proteobacteria; 


strain Esulfidel 
Proteobacteria; 


strain R-4079 16S 
Proteobacteria; 


strain R-4069 16S 
Proteobacteria; 


arecensis strain 
acteria; Proteob 


FOn 


ATCC 43183 16S ri 
Bacteria; Bactero 


414236 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


414236 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


strain LMG 2210 1 
Proteobacteria; G 


strain ATCC 35185 
Bacteria; Firmicu 


414236 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


414236 Bacteria_16S 


paranensis strain 
paranensis Bacter 
Streptomycetaceae 


414236 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


G 
414236 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 
G 
414236 Bacteria_16S 


G 


G 
14236 Bacteria_16S 


osomal RNA, partial sequence 


S riboso 
ammaprot 
1216332 1216394 3 


mal RNA, partial sequence 
eobacteria; Oceanospirillales; 
65 gi 


ammaproteobacteria; Oceanospirillales; 
1228387 1228441 1 55 
ribosomal RNA, partial sequence 


gi 


1229923 1229977 1 55 
ribosomal RNA, partial sequence 


gi 


1276517 1276579 3 65 gi 


1296162 1296216 1 55 
bosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 


1415707 1415761 1 55 gi 


1524936 1524990 1 55 gi 
ribosomal RNA, partial sequence 

Clostridia; 
1526455 1526509 1 55 gi 
ribosomal RNA, partial sequence 

Lactobacillales; 
1556701 1556763 3 


16S 
tes; 


16S 
tes; 
65 gi 
HKI 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 

1579271 1579325 1 55 
ribosomal RNA, partial sequence 


, 


gi 


1641684 1641738 1 55 gi 


ammaproteobacteria; Pseudomonadales; P 
414236 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
LV4 16S ribosomal RNA, partial sequen 


acteria; Gammaproteobacteria; Oceanosp 
14236 Bacteria_16S 


eltaproteobacteria; Myxococcales; Nann 


414236 Bacteria_16S 


Clostridiales; Veillo 


Lactobacillaceae 


0190 16S ribosomal RNA, partial s 


ammaproteobacteria; Pseudomonadales; P 
414236 Bacteria_16S 


1209193 12106 


1213697 12151 


Halomonadaceae; Halomonas 
224581404|ref|NR_027185.1 
Halomonadaceae; Halomonas 
219878281|ref|NR_025420.1 
1227244 12287 
seudomonadaceae; Cellvibri 
219878280|ref|NR_025419.1 


1228770 12302 
seudomonad 


219846179 
ce 12753 
irillales; 
224581415 


1295007 12963 


idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
1348092 1348146 1 55 gi|228720860|ref|NR_027598.1 
in MPOB 16S ribosomal RNA, partial sequence 1346912 134839 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobactera 
eae; Syntrophobacter. 
1405199 1405253 1 55 gi|219857153|ref|NR_024781.1 


1404010 14055 
ocystineae; 


224581448 


6S ribosomal RNA, partial sequence 1414552 14160 
ammaproteobacteria; Pseudomonadales; P 
414236 Bacteria_16S 


219857527 
15237 
nellaceae; 
219857499 
15252 
; Lactobac 
219846194 
equence 
Actinomyce 


219846381 


1578118 15795 
udomonad 


se 
219878449 


proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


seudomonad 


aceae; Cellvibri 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref |NR_027196.1 


; Ha 
ref 


v 


NR_027230.1 


liangiaceae; 


aceae; Pseudomon 
ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025784.1 

1555586 155703 
tales; Streptomy 
ref|NR_025972.1 
aceae; Pseudomon 
ref |NR_025588.1 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Halomonas 
8 Halomonas 


Halomonadaceae; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


Os 
Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Bacteroides stercoris 


48 Bacteroides stercoris ATCC 43183 


Syntrophobacter 
7 Syntrophobacter 
les; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Selenomonas sputigena 
monas sputigena 


Lactobacillus jensenii 
acillus jensenii 


Kitasatospora 
1 Kitasatospora 


cineae; 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Pseudomonas 


1640520 164203 


1 Pseudomonas 


strain CMS 38 16 
Proteobacteria; 


strain CMS 35 16 
Proteobacteria; 


ostraviensis Bac 
Cellvibrio. 


strain CFBP 2341 
Proteobacteria; 


Proteobacteria; 


strain RB-8 16S 
Proteobacteria; 


strain DSM 1672 
Firmicutes; Clos 


strain LMG 209 
Proteobacteria; 


intestinalis Bac 
4 
i 
Bacteria; 
4 
c 


anadensis strai 


canadensis Bacter 
Chromohalobacter. 
14236 Bacteria_ 
vibrioides strain 


4 


vibrioides Bacter 
414236 Bacteria_ 


strain DSM 2875 
Firmicutes; Clos 


strain DSM 5090 
Firmicutes; Clos 


strain DSM 3132 
Firmicutes; Clos 


limnaeus strain 
Bacteria; 


anguinicola Bac 


PUD 


strain 2674 16S 
Proteobacteria; 
4 
strain 2693 16S 
roteobacteria; 


P 
4 
macestii strain 
B 
4 


414236 Bacteria_ 


414236 Bacteria_ 


414236 Bacteria_ 
ostraviensis stra 


414236 Bacteria_ 
414236 Bacteria_ 


strain TOl 16S ri 
414236 Bacteria_ 
414236 Bacteria_ 
414236 Bacteria_ 
414236 Bacteria_ 
intestinalis stra 
14236 Bacteria_ 
sraelensis strai 


Proteob 
14236 Bacteria_ 


414236 Bacteria_ 


414236 Bacteria_ 


414236 Bacteria_ 
norvegicum strain 
norvegicum Bacter 
Desulfomicrobium. 
414236 Bacteria_ 


Proteob 
14236 Bacteria_ 


anguinicola stra 


14236 Bacteria_ 


14236 Bacteria_ 


14236 Bacteria_ 


16S 1643246 1643300 1 55 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


gi 


16S 1644807 1644861 1 55 gi 
S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 


16S 1692003 1692057 1 55 gi 
in LMG 19434 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobacte 


16S 1695126 1695180 1 55 gi 
Gammaproteobacteria; Pseudomonadales; P 
16S 1696670 1696724 1 55 gi 
bosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 1737823 1737877 3 57 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 1748537 1748591 1 55 gi 
1 
tridia; 
16S 


Clostridiales; Veillonellaceae; 
1784749 1784811 3 65 gi 
69 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 1838133 1838187 1 55 gi 
in DSM 6629 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Lac 
16S 1863951 1864013 3 65 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
16S 1865533 1865595 3 65 gi 

ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


n 


16S 1880792 1880846 1 55 gi 

FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
16S 1882372 1882426 1 55 gi 


1 


219878448 


1642082 16435 


seudomonad 
219878447 


1643643 16451 


seudomonad 
219878413 
1 sequence 
ria; Pseud 


219878411 


16S ribosomal RNA, partial sequence 1693968 16954 


seudomonad 
219878410 


1695512 16970 


seudomonad 
219878383 


1736673 17381 
leispira. 


ie) 
219878375 


6S ribosomal RNA, partial sequence 1747351 17488 
egamonas. 


M 
219878347 
17835 

Halomonad 
219878310 
sequence 
tobacillac 

219878292 
nce 18627 
irillales; 

219878291 

sequence 
a; Oceanos 


219878279 
uence 

les; Veill 
219878278 


6S ribosomal RNA, partial sequence 1881182 18827 


s 
219878277 


poromusa 


tridia; Clostridiales; Veillonellaceae; 
16S 1883948 1884002 1 55 gi 
16S ribosomal RNA, partial sequence 1882756 18842 


s 
219878276 


poromusa 


tridia; Clostridiales; Veillonellaceae; 
16S 1885528 1885582 1 55 gi 
16S ribosomal RNA, partial sequence 1884339 18858 


tridia; Clostridiales; Veillonellaceae; 
16S 1894757 18948111 55 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


16S 1905172 1905226 1 55 gi 
A26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
16S 1909478 1909532 1 55 gi 
in CCUG 43001 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; Aer 
16S 1929443 1929505 3 65 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; M 
16S 1930979 1931041 3 65 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; M 
16S 1977953 1978007 1 55 gi 
M-9 16S ribosomal RNA, partial sequence 


acteria; Proteobacteria; Deltaproteobacteria; Desulfov 
14236 Bacteria_ 


16S 1979521 1979575 1 55 gi 


anilini strain Anil 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 


strain Cm al3 16 
Proteobacteria; 


414236 Bacteria_ 


16S 1982624 1982678 1 55 
S ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 


gi 


Sporomusa 
219878268 
equence 

a; Desulfo 


219878260 
19040 
ales; Chro 
219878257 
al sequenc 
ococcaceae 
219878242 


1928261 19297 


oritellace 
219878241 


1929813 19313 


oritellace 
219878210 
19767 
ibrionales 
219878209 
19783 
acterales; 
219878207 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
aceae; Pseudomonas. 
ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025552.1| Cellvibrio 

1690867 1692335 Cellvibrio 
omonadales; Pseudomonadaceae; 


ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025522.1| Oleispira antarctica 
09 Oleispira antarctica Bacteria; 


ref|NR_025514.1| Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 


ref|NR_025486.1| Halomonas muralis 
87 1785079 Halomonas muralis Bacteria; 
aceae; Halomonas. 
ref |NR_025449.1 
1836949 183846 
eae; Lactobacill 
ref |NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref |NR_025430.1 
1864353 186588 
pirillales; Halo 


Lactobacillus 
1 Lactobacillus 
us. 
Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


ref|NR_025418.1 

1879598 188113 
onellaceae; Propionispora. 
ref|NR_025417.1| Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 


Propionispora 
1 Propionispora 


ref|NR_025416.1| Sporomusa malonica 
88 Sporomusa malonica Bacteria; 
ref|NR_025415.1| Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 
ref|NR_025407.1 

1893578 189509 
vibrionales; Des 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
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414236 Bacteria_16S 2975094 2975148 1 55 gi|219846940|ref|NR_026532.1| Pseudomonas cichorii 
strain PCl 16S ribosomal RNA, partial sequence 2973936 2975429 Pseudomonas cichorii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

414236 Bacteria_16S 3010115 3010169 1 55 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

414236 Bacteria_16S 3058753 3058807 1 55 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

414236 Bacteria_16S 3073639 3073693 1 55 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

414236 Bacteria_16S 3102202 3102264 1 63 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

414236 Bacteria_16S 3117295 3117357 3 65 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 

414236 Bacteria_16S 3141225 3141279 1 55 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

414236 Bacteria_16S 3142784 3142838 1 55 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

414236 Bacteria_16S 3150331 3150385 1 55 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
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ae; Oren 
33921 
Bacter 


, 


uence 
Syntroph 


ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 


ref|NR_026032.1 


34104 
llaceae; 


36283 
dales; P 


eurellaceae. 
ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; A 
ref|NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 


36953 
ales; Pa 


38245 
ales; Pa 


38276 
eriales; 


219846314 
3871442 3872977 Gemella morbillorum Bacteria; 
Incertae Sedis; 


14 Thiorhodococcus minor Bacteria; 
Ss. 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Bacteroides caccae 
oides caccae Bacteria; 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Dialister pneumosintes 
ter pneumosintes 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Avibacterium volantium 
terium volantium 
vibacterium. 
Cardiobacterium 
bacterium hominis 

eae; Cardiobacterium. 
Gemella morbillorum 


ref |NR_025904.1 


Gemella. 


4 
strain ATCC 10379 
acteria; Firmicu 


B 
4 
adiacens strain G 
adiacens Bacteria 
4 
strain DSK1 16S r 
Proteobacteria; G 


strain SRL4225 16 
Proteobacteria; D 


strain SEBR 2582 
Proteobacteria; D 
psittacicida stra 
psittacicida Bact 
Volucribacter. 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


abaudiense strai 
abaudiense Bacte 


lleghenense stra 
lleghenense Bact 


BOO PH OA 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 
4 
strain 961*00022/ 
Actinobacteria; C 


strain Ekho Lake- 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
414236 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 
4 
1721-77 16S ribos 
Gammaproteobacter 


414236 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 
4 
strain 50 16S rib 
Proteobacteria; G 


414236 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


414236 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


414236 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


414236 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 
4 
strain 40 16S rib 
Proteobacteria; G 
4 
strain 40 16S rib 
Proteobacteria; G 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


3874215 3874269 1 55 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Bacillales Family XI. 
3932561 3932615 1 55 gi 
IFU 12706 16S ribosomal RNA, complete 
Firmicutes; Lactobacillales; 
3953029 3953091 3 65 
ibosomal RNA, partial sequence 


v 


gi 


4065221 4065283 3 65 

S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
4066745 4066799 3 57 gi 


gi 


eltaproteobacteria; Desulfovibrionales 
4124234 4124288 1 55 gi 
in Gerl. 236/81 16S ribosomal RNA, par 
eria; Proteobacteria; Gammaproteobacte 


4130251 4130305 3 
JC2042 
ia; Pro 


57 gi 


teobacteria; Gammaproteobacteri 


4141033 4141087 1 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4161237 41612911 55 gi 
in PLHS-1 16S ribosomal RNA, partial s 
eria; Tenericutes; Mollicutes; Entomop 
19232 19285 3 56 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


55 gi 


34576 34629 3 56 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
38881 38938 1 58 gi 
162 16S ribosomal RNA, partial sequenc 


41971 42024 3 56 gi 
65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
168235 168288 3 56 gi 
omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
169759 169812 3 56 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
171235 171288 3 56 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
172744 172797 3 56 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 
174253 174306 3 56 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
175761 175814 3 56 gi 


Vibri 
gi 


Vibri 
gi 


Vibri 
gi 


ammaproteobacteria; Vibrionales; Vibri 
177246 177299 3 56 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
214202 214255 3 56 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
223346 223399 3 56 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


4 


14236 Bacteria_16S 


233850 233907 1 58 gi 


Carnoba 


3951843 39533 
ammaproteobacteria; Alteromonadales; M 
414236 Bacteria_16S 
4064043 40 


16S ribosomal RNA, partial sequence 4065569 40 


16S ribosomal RNA, partial seq 


167046 168502 Vibri 


168553 16998 


170036 17150 


171556 17300 


173054 174520 Vibri 


6S ribosomal RNA, partial sequence 174571 17599 


213019 21448 


222148 22363 


219846313 
38730 
Incertae 
219846272 
sequence 
cteriaceae 
219846257 


oritellace 
219846176 

655 
; Desulfov 
219846175 

669 
; Desulfov 
219846134 
tial seque 
ria; Paste 


219846130 
uence 

a; Alterom 
219846120 
equence 
asmatales; 
219846107 
equence 


265679051 
sequence 
a; Sphingo 


265679041 

33436 
obacterine 
265679038 
e 37787 
hodobacter 
265679036 

40774 
onaceae; V 
265678951 


265678950 


onaceae; V 
265678949 


onaceae; V 
265678948 


onaceae; V 
265678947 


rio. 
265678946 


onaceae; V 
265678945 
e 17604 
les; Vibri 
265678920 


Marinomon 
265678914 


onaceae; V 


lasmatales; 


ref|NR_025903.1 
28 3874564 Gemell 
Sedis; Gemella. 
ref|NR_025862.1 

3931373 393277 
; Granulicatell 
ref|NR_025847.1 


ae; Moritella. 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref |NR_025724.1 
nce 412310 
urel Paste 


lales; 


20.1 
3 


ref |NR_0257 
4129099 41305 
onadales; Alter 
ref|NR_025710.1 
4139871 414138 
Spiroplasmatace 
ref |NR_025697.1 
4160075 416159 
; Spiroplasmatac 
ref |NR_029359.1 
18082 19577 
bacteriales; Fl 


e 


ref|NR_029349.1 

34786 Atopob 
ae; Coriobacteri 
ref |NR_029346.1 

39128 Sulfit 
aceae; Sulfitoba 
ref |NR_029344.1 

42243 Vibrio 
ibrio. 
ref |NR_029259.1 
o mimicus Bacter 
ref |NR_029258.1 
ibri 
ref 


oO. 
NR_029257.1 
ibri 
ref 


Oo. 
NR_029256.1 


ibri 
ref 
o £1 


oO. 
NR_029255.1 
scheri Bacte 
ref |NR_029254.1 
ibrio. 
ref |NR_029253.1 
8 177513 Photob 


onaceae; Photoba 
ref|NR_029228.1 


as. 


ref|NR_029222.1 


ibrio. 


265678907 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Rhodobacter. 


Gemella haemolysans 
a haemolysans ATCC 10379 


Granulicatella 
8 Granulicatella 


a. 


Moritella japonica 


48 Moritella japonica Bacteria; 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Hymenobacter 
Hymenobacter 

xibacteraceae; 


Atopobium vaginae 
ium vaginae Bacteria; 
aceae; Atopobium. 
Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 
Vibrio pectenicida 
pectenicida Bacteria; 


Vibrio mimicus strain 
ia; Proteobacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


Photobacterium 
acterium leiognathi 
cterium. 
Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


ref |NR_029215.1 
232719 234184 


Rhodobacter 
Rhodobacter 


414236 Bacteria_16S 
lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 

414236 Bacteria_16S 


rs 


14236 Bacteria_16S 
69 16S ribosomal 


259877 259934 1 


379386 379443 1 


486981 487034 3 


RNA, partial sequence 


58 


58 


56 


485792 487320 Vibri 


gi 


gi 


strain HTCC2597 16S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


414236 Bacteria_16S 
oleivorans strain 
Bacteria; 

414236 Bacteria_16S 


strain 289 16S ribosomal RNA, 


578547 578600 3 


616393 616446 3 


56 


56 


complete sequence 


gi 


MIL-1 16S ribosomal RNA, partial sequence 57740 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


615203 61674 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


414236 Bacteria_16S 


40M4T 16S ribosomal RNA, 


645370 645423 3 


complete sequence 


56 


gi 


644174 645732 Vibri 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


414236 Bacteria_16S 
strain NVI 88/441 


P 
414236 Bacteria_16S 
VR1 16S ribosomal RNA, 
G 

4 


14236 Bacteria_16S 
strain AIP313.00 
irmicutes; 
14236 Bacteria_16S 


acteria; 
14236 Bacteria_16S 


Klebsiella. 
414236 Bacteria_16S 
strain Greoux 11 
Bacteria; 
414236 Bacteria_16S 


nubinhibens strain ISM 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobac 


Bacteria; 
414236 Bacteria_16S 
strain DSS-3 16S 


414236 Bacteria_16S 


16S ribosomal RNA, 
roteobacteria; Gammaproteobacteria; 


Clostridia; 


709868 709921 3 
770127 770180 3 
partial sequence 
805508 805561 3 


842124 842177 3 


849631 849696 1 
Proteobacteria; 


904235 904288 3 


929017 929074 1 


930500 930557 1 


1012049 1012102 3 


56 


56 


768965 770424 Vibri 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


56 


56 


65 


Gammaproteobacteria; 


56 


58 


58 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


56 


strain SB2B 16S ribosomal RNA, partial sequence 


14236 Bacteria_16S 


rimoryensis Bacteria; 
14236 Bacteria_16S 

strain NAFO0O1 16S 
Firmicutes; 
414236 Bacteria_16S 


Bacillales; 


1065421 1065474 3 


Proteobacteria; 
1081647 1081739 1 


Bacillaceae; 
1136107 1136160 3 


56 


P 
4 
primoryensis strain KMM 3633 16S ribosomal RNA, partial 
Pp 
4 


94 


ribosomal RNA, partial sequence 
Bacillus. 


56 


strain YB1l 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


414236 Bacteria_16S 


strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; P 


414236 Bacteria_16S 


1154219 1154272 3 


1178569 1178610 16 


56 


57 


DSM 12563 16S ribosomal RNA, partial sequence 


Bacteria; 
414236 Bacteria_16S 


Spirochaetes; 


1258548 1258601 3 


56 


strain A431 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


414236 Bacteria_16S 


antarcticus strain 307 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobac 


Bacteria; 
414236 Bacteria_16S 


HEL-45 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


414236 Bacteria_16S 


1363082 1363139 1 


1379794 1379851 1 


1385798 1385851 3 


58 


58 


56 


gi 


partial sequence 
Vibrionales; Vibrionaceae; 


gi 


gi 


16S ribosomal RNA, partial sequence 804384 80579 
Clostridiales; Veillonellaceae; 


gi 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 


E 
4 
alkaliphilum strain 24 16S ribosomal RNA, partial sequence 
B 
4 
s 


ingaporensis strain LX3 16S ribosomal RNA, partial sequence 
singaporensis Bacteria; 


gi 


D13 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


gi 


gi 


929371 93083 


gi 


1010904 10123 
roteobacteria; Gammaproteobacteria; Alteromonadales; S 


gi 


Gammaproteobacteria; 


gi 


1080469 10819 


gi 


1134932 11363 


gi 


gi 


1177428 11788 
Spirochaetales; Brachyspiraceae; 


gi 


1257400 12588 


gi 


gi 


1378686 1380064 Ocean 


gi 


265678889 


strain ITI-1157 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


265678802 


265678727 


265678667 


265678641 


265678621 


265678576 
70866 


265678533 


265678509 


Anaeroglo 
265678485 
84098 


265678480 
Ente 


265678442 
90307 
Leg 
265678426 
92790 
terales; R 
265678425 


265678370 


hewanellac 
265678334 
sequence 
Ocean 
265678322 


253680766 


onaceae; V 
253680754 


228718030 


Brachysp 
219856813 


onaceae; V 
228719132 
13619 
terales; R 
228717469 


onaceae; Vibrio. 


Aliivibrio. 


ref |NR_029197.1 


258782 


ref|NR_029107.1 
Oceanicol 


ref|NR_029032.1 


ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus. 
ref |NR_028946.1 


ref |NR_028926.1 
o lentus Bacteri 


ref|NR_028881.1 
8 710188 Aliivi 


ref |NR_028837.1 
o ruber Bacteria 


ref|NR_028812.1 
1 Anaeroglobus 


robacteriales; E 


ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref|NR_028727.1 


aceae; Ruegeria. 
ref |NR_028672.1 


eae; Shewanella. 
ref |NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref |NR_028624.1 


ref|NR_028014.1 
ibrio. 
ref |NR_028002.1 


hotobacterium. 
ref|NR_027570.1 


ira. 
ref |NR_024632.1 
ibrio. 

ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027563.1 
ibulbus indolife 
aceae; Oceanibul 


228716834 


denitrificans strain 0S217 16S ribosomal RNA, partial sequence 


© ponticus Bacteria; 


Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Vibrio ponticus strain 
Proteobacteria; 


Thalassolituus 
solituus oleivorans 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Vibrio lentus strain 
a; Proteobacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Vibrio ruber strain 
; Proteobacteria; 


Anaeroglobus geminatus 


geminatus Bacteria; 


bus. 
ref|NR_028788.1| Marinospirillum 
1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 
ref|NR_028783.1| Klebsiella 
848542 849823 Klebsiella 


nterobacteriaceae; 


Legionella gresilensis 
ella gresilensis 
ionella. 

Roseovarius 
arius nubinhibens 
Roseovarius. 

Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Marinomonas 
0 Marinomonas 
rinomonas. 
Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 

bus. 


ref|NR_027556.1 
1384632 138613 


Shewanella 
1 Shewanella 


denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


bermudensis HTCC2 
HTCC2503 Bacteria 


strain M1063U/93 
Proteobacteria; 

4 
doudoroffii strai 
doudoroffii Bacte 


G 


strain LB37 16S r 
Fusobacteria; Fus 


decolorationis st 
decolorationis Ba 
Shewanella. 


strain BA134 16S 
acteroidetes; Sp 


itoralis strain 
itoralis Bacteri 


AIM 629 16S ribo 
ammaproteobacter 


B 
4 
i. 
1 
4 
ie 
G 
4 
CAIM 578 16S ribo 
Gammaproteobacter 
4 
strain KMM 241 16 
Proteobacteria; G 


strain LMG 20362 
Proteobacteria; 

4 
R-3712 16S riboso: 
Gammaproteobacter 


G 


15052 16S ribosom 
Gammaproteobacter 


strain LMG 20546 
Proteobacteria; 
4 
strain LMG 20536 
roteobacteria; 


G 


G 


P 
4 
alexandrii strain 
alexandrii Bacter 
4 
strain vc 5 16S r 
Proteobacteria; A 


livingstonensis s 
livingstonensis B 
Shewanella. 


strain LMG 21857 


Proteobacteria; G 


strain 95Al 16S r 
Proteobacteria; G 


annaschiana stra 
annaschiana Bact 


Buu. 


strain DSM 2665 1 
Proteobacteria; A 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


1391666 1391719 3 56 gi 
503 16S ribosomal RNA, partial sequenc 
; Proteobacteria; Alphaproteobacteria; 
1431136 1431189 3 56 gi 


e 
P 


’ 


ammaproteobacteria; Pasteurellales; Past 
1455596 1455649 3 56 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1567097 15671611 65 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 
1608515 1608568 3 56 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


se 
ia 


ri 


qu 
te 


1625041 1625094 3 56 

ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1634143 1634196 3 56 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1658499 1658552 3 56 gi 


gi 
lo 


eq 


, 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1699770 1699823 3 56 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1701317 1701370 3 56 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
1777204 1777257 3 56 gi 


ammaproteobacteria; Vibrionales; Vibri 
1792312 1792365 3 56 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1795341 1795394 3 56 gi 
al RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1796825 1796878 3 56 gi 


on 


ammaproteobacteria; Vibrionales; Vibrion 


1798380 1798433 3 56 gi 


ammaproteobacteria; Vibrionales; Vibri 
1828947 1829004 1 58 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1845854 18459111 58 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
1847382 1847435 3 56 gi 
train NF22 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


on 


qu 
a; 


YP 


se 
ct 
1870063 1870116 3 56 gi 
ammaproteobacteria; Alteromonadales; Alt 
1962839 1962892 3 56 gi 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
2013553 2013610 1 58 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2015013 2015070 1 58 gi 


st 
al 


ri 


lphaproteobacteria; Rhodobacterales; Hyp 


414236 Bacteria_16S 


strain MCS 25 16S 
Proteobacteria; A 


228716336 
224581435 
16S ribosomal RNA, partial sequence 1429972 14314 
224581417 
219846058 
1565947 15674 


219878471 


219878460 
1623889 16253 


219878454 
219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


219878407 
1700153 17016 


219878352 
16S ribosomal RNA, partial sequence 1776030 17774 


219878341 
1791138 1792572 Vibri 


219878339 
1794167 1795601 Vibri 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


219878337 
16S ribosomal RNA, partial sequence 1797206 17986 


219878317 
219878305 
1844748 18461 


219878304 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 


219878220 
1961654 19631 


219878187 


219878186 
6S ribosomal RNA, partial sequence 2013915 20153 


13905 
arvularc 
eurellac 
quence 
; Aeromo 
chia. 


ence 
ria; Alt 


bacteria 


uence 
Aeromona 


eromonad 


aceae; V 


aceae; V 


aceae; V 


ence 
Rhodoba 
homonada 


quence 
eria; Al 


eromonad 
eurellac 
sequenc 


a; Rhodo 


homonada 


ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027217.1 


eae; Phocoenobac 
ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_025648.1 
31 Leptotrichia 


ref |NR_025610.1 
1607365 160881 


1846218 184771 
teromonadales; S 
ref|NR_025427.1 


acea 
ref 


e; Glaciecol 
NR_025359.1 


eae; Pasteurella 
ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref |NR_025325.1 


ceae; 


2017973 2018030 1 58 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; 


219878184 
2016867 2018286 Maricaulis parjimensis Bacteria; 
Hyphomonadaceae; Maricaulis. 


Shewanellaceae; 


Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 


ter. 
Oceanimonas 
5 Oceanimonas 
adaceae; Oceanimonas. 
Leptotrichia shahii 


shahii Bacteria; 


Shewanella 
2 Shewanella 


eromonadales; Shewanellaceae; 
ref|NR_025599.1| Belliella baltica 
33 Belliella baltica Bacteria; 
ceae; Belliella. 
ref |NR_025593.1| Oceanisphaera 

1632974 1634479 Oceanisphaera 
dales; Aeromonadaceae; Oceanisphaera. 
ref|NR_025575.1| Vibrio fortis strain 
o fortis Bacteria; Proteobacteria; 
ref|NR_025547.1| Vibrio pomeroyi strain 
© pomeroyi Bacteria; Proteobacteria; 
ref|NR_025546.1| Glaciecola mesophila 
51 Glaciecola mesophila Bacteria; 
aceae; Glaciecola. 
ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 
ibrio. 
ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 
ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 
ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 
ibrio. 
ref|NR_025456.1| Oceanicaulis 

1827843 1829266 Oceanicaulis 
cterales; Hyphomonadaceae; Oceanicaulis. 
ref|NR_025444.1| Maricaulis virginensis 
67 Maricaulis virginensis Bacteria; 
ceae; Maricaulis. 
ref|NR_025443.1| Shewanella 


2 Shewanella 
hewanellaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Hyphomonas 
4 Hyphomonas 
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Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
Ss. 
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ref|NR_025323.1 


Maricaulis parjimensis 


414236 Bacteria_16S 
strain MCS 18 16S 


2019445 2019502 1 


14236 Bacteria_16S 2020917 2020974 1 


aricaulis. 
14236 Bacteria_16S 2092672 2092725 3 
Proteobacteria; 


414236 Bacteria_16S 2153289 2153346 1 


Albidovulum. 
414236 Bacteria_16S 
strain K9951 16S 
Proteobacteria; 

414236 Bacteria_16S 
strain ACEM 9 16S 
Proteobacteria; 
414236 Bacteria_16S 


2188196 2188249 3 


2294683 2294736 3 


2412866 2412919 3 


quisquiliarum strain AML-D4 16S ribosomal RNA, partial 


quisquiliarum Bacteria; 
Methylosarcina. 
414236 Bacteria_16S 


Proteobacteria; 


2414430 2414483 3 


strain AML-C10 16S ribosomal RNA, partial sequence 


Proteobacteria; 
414236 Bacteria_16S 
inopinatus strain 


2415988 2416041 3 


Desulfovibrio. 


414236 Bacteria_16S 2428136 2428189 3 


58 


ribosomal RNA, partial sequence 


58 


P 
4 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; 
M 
4 


56 


strain 63 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


58 


inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; 


56 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


56 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


56 


Gammaproteobacteria; Meth 


56 


Gammaproteobacteria; Methylococcales; Methylococc 


56 


HHQ 20 16S ribosomal RNA, partial sequence 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; 


56 


strain GB6 16S ribosomal RNA, partial sequence 


Proteobacteria; 


414236 Bacteria_16S 2443227 2443280 3 


strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 
Gammaproteobacteria; Alteromonadales; 


Proteobacteria; 


414236 Bacteria_16S 2503591 2503644 3 


beliardensis strain Montbeliard Al 16S ribosomal RNA, partial seq 
Gammaproteobacteria; Legio 


beliardensis Bacteria; 
414236 Bacteria_16S 
strain SCH-89 16S 


Proteobacteria; 
2536952 2537009 1 


414236 Bacteria_16S 2538310 2538367 1 
strain VP-6 16S ribosomal RNA, partial 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


414236 Bacteria_16S 2539715 2539772 1 
strain VP-5 16S ribosomal RNA, partial 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


414236 Bacteria_16S 2541045 2541102 1 


strain MHS-2 16S 


414236 Bacteria_16S 
strain MHS-3 16S 


2542450 2542507 1 
414236 Bacteria_16S 2553009 2553062 3 
albus strain JL 83 16S ribosomal RNA, 


Streptacidiphilus. 
414236 Bacteria_16S 


2554570 2554623 3 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
414236 Bacteria_16S 2586874 2586927 3 
mediterranea strain MMB1 16S ribosomal 
mediterranea MMB-1 Bacteria; 


414236 Bacteria_16S 2739963 2740016 3 


narugense strain Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicutes; 
414236 Bacteria_16S 


Clostridia; 
2893172 2893225 3 


Proteobacteria; 


Gammaproteobacteria; Aeromonadales; Aeromonadacea 


56 


56 


58 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


58 
sequence 


58 
sequence 


58 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


58 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


56 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


56 


56 
RNA, 


56 


56 


strain S-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


complete sequence 25534 


complete sequence 
Gammaproteobacteria; 
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gi 
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ref 
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ref |NR_025039.1 
aceae; Methylosa 
ref |NR_025038.1 
2414827 241631 
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Oceanimonas. 
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ref 
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ref |NR_024939.1 
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ref |NR_024938.1 


ceae; Hyphomonas 
ref|NR_024937.1 


ceae; Hyphomonas 
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13 2554923 Strept 
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ref |NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 


gi| 219856861 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 
roteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


Maricaulis 
0 Maricaulis 


Hyphomonadaceae; 


Shewanella baltica 


18 Shewanella baltica Bacteria; 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Desulfovibrio 

0 Desulfovibrio 

ulfovibrionaceae; 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Hyphomonas. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
Hyphomonas. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 


ref|NR_024680.1 


Vibrio rumoiensis 


2892009 2893502 Vibrio rumoiensis Bacteria; 


414236 Bacteria_16S 2931161 2931214 3 56 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

414236 Bacteria_16S 2935689 2935742 3 56 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
414236 Bacteria_16S 3063285 3063342 1 58 gi|219846880|ref|NR_026472.1| Sulfitobacter 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

414236 Bacteria_16S 3109670 3109727 1 58 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 
strain N1 16S ribosomal RNA, complete sequence 3108566 3109980 Rhodovulum iodosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

414236 Bacteria_16S 3144266 3144323 1 58 gi|219846826|ref|NR_026418.1| Sulfitobacter 
pontiacus ChLG-10 16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

414236 Bacteria_16S 3151845 3151898 3 56 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

414236 Bacteria_16S 3227841 3227894 3 56 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

414236 Bacteria_16S 3387380 3387433 3 56 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

414236 Bacteria_16S 3558497 3558550 3 56 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

414236 Bacteria_16S 3559977 3560030 3 56 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

414236 Bacteria_16S 3561492 3561545 3 56 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

414236 Bacteria_16S 3563012 3563065 3 56 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
414236 Bacteria_16S 3564498 3564551 3 56 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
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414236 Bacteria_ 


strain NS 16S ri 
Proteobacteria; 

4 
strain ATCC 3591 
Bacteria; Proteo 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
414236 Bacteria_16S 
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414236 Bacteria_16S 
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14236 Bacteria_16S 
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414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 
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s; Campylobacter 
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Ehrlichia muris strain 
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24 Rhodovulum strictum Bacteria; 


m. 
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cterium. 

Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Vibrio ezurae strain 
a; Proteobacteria; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

414236 Bacteria_16S 4167274 41673311 58 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

414236 Bacteria_16S 4168756 4168813 1 58 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

414236 Bacteria_16S 4179546 4179599 3 56 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

414236 Bacteria_16S 4187165 4187218 3 56 gi| 219846085 |ref|NR_025675.1| Vibrio superstes 
strain G3-29 16S ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

414236 Bacteria_16S 4232575 4232632 1 58 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

414236 Bacteria_16S 4237101 4237154 3 56 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

414236 Bacteria_16S 14635 14687 3 55 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

414236 Bacteria_16S 29961 30013 3 55 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

414236 Bacteria_16S 37476 37532 1 57 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

414236 Bacteria_16S 46450 46514 1 65 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
414236 Bacteria_16S 48000 48052 3 55 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

414236 Bacteria_16S 96448 96500 3 55 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 


aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


414236 Bacteria_16S 107164 107219 1 56 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
414236 Bacteria_16S 108623 108687 1 65 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

414236 Bacteria_16S 116370 116434 1 65 gi| 265678985 |ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

414236 Bacteria_16S 226283 226347 1 65 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
414236 Bacteria_16S 227790 227854 1 65 gi|265678911|ref|NR_029219.1| Mycobacterium 


aichiense strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

414236 Bacteria_16S 229296 229360 1 65 gi|265678910|ref|NR_029218.1 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
414236 Bacteria_16S 230804 230868 1 65 gi| 265678909 |ref|NR_029217.1 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
414236 Bacteria_16S 243281 243345 1 65 gi|265678900|ref|NR_029208.1 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

414236 Bacteria_16S 265829 265893 1 65 gi| 265678883 |ref|NR_029189.1 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 26613 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
414236 Bacteria_16S 296209 296261 3 55 gi| 265678863 |ref|NR_029169.1 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
414236 Bacteria_16S 297760 297824 1 65 gi| 265678862 |ref|NR_029168.1 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
414236 Bacteria_16S 317389 317441 3 55 gi| 265678849 |ref|NR_029154.1 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Ricket 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
fever group. 

414236 Bacteria_16S 329643 329697 1 55 gi| 265678841 |ref|NR_029146.1 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Sedimentibacter. 

414236 Bacteria_16S 334370 334434 1 65 gi| 265678838 |ref|NR_029143.1 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

414236 Bacteria_16S 342115 342167 3 55 gi|265678830|ref|NR_029135.1 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrog 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae 
414236 Bacteria_16S 358291 358347 1 57 gi| 265678816 |ref|NR_029121.1 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
Loktanella. 

414236 Bacteria_16S 436504 436556 3 55 gi|265678764|ref|NR_029069.1 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Kitasatospora. 

414236 Bacteria_16S 473234 473290 1 57 gi|265678736|ref|NR_029041.1 
strain S-5623 16S ribosomal RNA, partial sequence 472041 47353 

Firmicutes; Lactobacillales; Weissella. 

414236 Bacteria_16S 479229 479293 1 65 gi| 265678732 |ref|NR_029037.1 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

414236 Bacteria_16S 480778 480842 1 65 gi|265678731|ref|NR_029036.1 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 
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Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


ref|NR_027533.1 


Dyadobacter fermentans 


1198618 1200010 Dyadobacter fermentans DSM 18053 


Sphingobacteriales; Flexibacteraceae; Dyadobacter. 


strain Althfl 16S 
Proteobacteria; 


strain AM1114 16S 
irmicutes; 


ycobacteriaceae; 


strain CDC 941078 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 
4 


Proteobacteria; 
Bacteria; 
Teredinibacter. 


4 
RW1 16S ribosomal 


P 

4 

maritimus strain 
Bacteria; 

4 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
414236 Bacteria_16S 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; 


Thalassobacter. 
4 


Proteobacteria; 
4 

p 

Pp 
Psychrobacter. 
4 


subsp. 
subsp. 
Mycobacteriaceae; 


terrestris strain 


gansuensis strain 


c 
c 
Mycobacteriaceae; 
4 


Fusobacteria; 
4 
strain MK27-91F2 


Fus 


414236 Bacteria_16S 
414236 Bacteria_16S 


F 

414236 Bacteria_16S 
frederiksbergense 
frederiksbergense 
M 
4 


14236 Bacteria_16S 


14236 Bacteria_16S 
DSM 9799 16S ribo 


414236 Bacteria_16S 
turnerae strain T 


14236 Bacteria_16S 


roteobacteria; Alphaproteobacteria; 
14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 
strain R7 16S ribosomal RNA, partial sequence 


14236 Bacteria_16S 
avium strain DSM 44156 16S ribosomal RNA, partia 
avium Bacteria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium comp 
414236 Bacteria_16S 
HKI 0186 16S ribosomal RNA, partial seq 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
414236 Bacteria_16S 


14236 Bacteria_16S 
strain LB23 16S ribosomal RNA, partial sequence 


14236 Bacteria_16S 


16S ribosomal RNA, partial sequence 


1343448 1343500 3 55 gi 


1378319 1378371 3 55 gi 


1400708 1400764 1 
RNA, partial sequence 


57 gi 


Sphingomonadales; 
1423388 1423440 3 55 gi 


1440383 1440447 1 65 
ribosomal RNA, partial sequence 


gi 


1445005 1445061 1 57 gi 


1446548 1446600 3 55 gi 


1470644 1470696 3 55 gi 


Proteobacteria; 


1476613 1476677 1 65 gi 


2 
1 
; 


1558195 1558247 3 55 gi 
Ac 
Kitasatospora. 

1559689 1559741 3 55 gi 
Ac 
Kitasatospora. 

1561168 1561232 1 


65 gi 


Mycobacterium. 


1568632 1568687 1 56 gi 
obacteriales; Fusobacteriaceae; 
1574664 1574728 1 65 


Leptotri 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


414236 Bacteria_16S 


strain JCM 9114 1 


1576190 1576254 1 65 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


414236 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


414236 Bacteria_16S 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 


Firmicutes; Bacil 


1583791 1583855 1 65 gi 
Viridibacillus. 
65 gi 


lales; Planococcaceae; 
1585346 1585410 1 


7902 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pi2-20 16S ribosomal RNA, partial sequence 1 
Proteobacteria; Gammaproteobacteria; Pseudomonadale 


Gammaproteobacteria; 


12499 
Corynebacterineae; 


228721107 
somal RNA, partial sequence 1342254 1343799 Ferrimona 
Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; 
228717562 
13771 


228715353 
1399580 1401060 Sphingomonas wittichi 
Sphingomonadaceae; 
224581443 
4222 


S; 


224581428 
14392301 
donoca 

224581424 
sequence 


224581423 
14453911 
Gammaproteobacteria; Pseudomonadales; Moraxel 
14236 Bacteria_16S 
acificensis strain NIBH P2K6 16S ribosomal RNA, partia 
acificensis Bacteria; 


19878445 
sequence 
Actinomyceta 
lex (MAC 
219846193 


uence 


219846192 
HKI 0314 16S ribosomal RNA, partial seq 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
414236 Bacteria_16S 


uence 


219846147 
anariasense strain 502329 16S ribosomal RNA, partial seq 
anariasense Bacteria; Actinobacteria; Actinobacteridae; 


uence 


219846057 
1567482 15689 


chia. 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 


219878488 


lales; Planococcaceae; Viridibacillus. 


4407 
rdineae; 


Rhodobacterales; 


4468 
laceae; 
224581406 
1 sequence 
Pseudomonadales; 


tinomycetale 


tinomycetale 


Actinomycetales; 


nocardineae; 
219856867 
6S ribosomal RNA, partial sequence 1575051 15765 
nocardineae; 
219878489 
16S ribosomal RNA, partial sequence 1582619 15841 


1213359 1213411 3 55 gi| 224581437 |ref|NR_027219.1 

ribosomal RNA, partial sequence 1212209 12136 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1223828 1223892 1 65 gi| 219878346 |ref|NR_025485.1 

ribosomal RNA, partial sequence 1222664 12241 
Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

1235993 1236057 1 65 gi| 219878254 |ref|NR_025393.1 
strain DSM 44346 16S ribosomal RNA, partial sequence 123486 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Co 
Mycobacterium. 

1251038 1251102 1 65 gi|219857412|ref|NR_025000.1 


ref|NR_027602.1 
s balearica 
Ferrimonas 
ref|NR_027564.1 
67 1378635 Teredi 
Alteromonadales 
ref|NR_027525.1 
Sphingo 
ref|NR_027225.1 
15 1423690 Psychr 
Moraxellaceae; Ps 
ref|NR_027210.1 


Actinosynne 
ref|NR_027205.1 

1443876 144534 
Rh 


ref|NR_027204.1 
81 Psychrobacter 
Psychrobacte 
ref|NR_027187.1 
1469465 147099 
Mora 


ref|NR_025584.1 

1475465 147693 
les; Coryneb 
ye 
ref |NR_025783.1 

1557082 155852 
s; Streptomy 


ref|NR_025782.1 
1558576 156000 
s; Streptomy 


ref|NR_025737.1 
1560055 156148 
Coryneb 


ref|NR_025647.1 
67 Leptotrichia 
ref |NR_024687.1 
Actinosynne 
ref |NR_024686.1 


Actinosynne 


ref |NR_025628.1 


18 1251238 Mycoba 
M 


g 


Mycobacterium 


Mycobacterium 


monas. 
Psychrobacter 


ychrobacter. 


mataceae; 


Psychrobacter 


rs 
Psychrobacter 

0 Psychrobacter 

xellaceae; 


Mycobacterium 
6 Mycobacterium 
acterineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 
Mycobacterium 


7 Mycobacterium 
acterineae; 


mataceae; 


mataceae; 


ref|NR_025627.1 


cterium kubicae 
ycobacteriaceae; 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Halomonas axialensis 
46 Halomonas axialensis Bacteria; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


8 1236341 Mycobacterium 
rynebacterineae; 


kubicae 


Ferrimonas balearica 
DSM 9799 Bacteria; 


Sphingomonas wittichii 
i RW1 Bacteria; 


obacter maritimus 


Lentzea violacea 

37 Lentzea violacea Bacteria; 

Lentzea. 
Thalassobacter 

0 Thalassobacter 

odobacteraceae; 


arenosus 


arenosus Bacteria; 


avium 
avium 


Leptotrichia hofstadii 
hofstadii Bacteria; 


Umezawaea tangerina 

00 Umezawaea tangerina Bacteria; 
Umezawaea. 
Lentzea waywayandensis 
26 Lentzea waywayandensis Bacteria; 
Lentzea. 
Viridibacillus arenosi 
24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


ryxellensis str 
ryxellensis Bac 
Loktanella. 


Ph Rh 


strain 75-80 16S 
roteobacteria; 


acmurdoensis st 
acmurdoensis Ba 


14236 Bacteria_ 


414236 Bacteria_ 


14236 Bacteria_ 


14236 Bacteria_ 


16S 1612896 1612952 1 57 gi 


a 
teria; Proteobacteria; Alphaproteobacte 
16S 1660053 1660105 3 55 

ribosomal RNA, partial sequence 


gi 


in LMG 22007 16S ribosomal RNA, partia 


1658880 16603 


219878468 
1 sequence 
ria; Rhodo 


219878435 


lbatum strain R 
acteria; Actinob 
Kibdelosporangium. 
414236 Bacteria_16S 
strain OSBAC1 16S 


Woe 38 3 8 4 


Proteobacteria; 
4 
strain R-8904 16 


strain NF11 16S 
Proteobacteria; 


strain NF23 16S 
Proteobacteria; 


rhodesiae strain 
rhodesiae Bacter 
Mycobacteriaceae 


strain DSM 44222 
Actinobacteria; 


strain DSM 44515 
Actinobacteria; 

4 
moriokaense stra 
moriokaense Bact 
ycobacteriaceae 


M 
4 
marincola strain 
marincola Bacter 
4 
submarinus strai 
submarinus Bacte 
4 
strain DSM 5661 

Firmicutes; Lact 


strain ME102 16S 
Proteobacteria; 


strain LUH4616 1 
Proteobacteria; 


schindleri strai 
schindleri Bacte 


aerophilus strai 
aerophilus Bacte 


strain LUH 3792T 
Bacteria; Proteo 


414236 Bacteria_ 


16S 
Baci 


strain 581 
Firmicutes; 
4 

smegmatis strain 
smegmatis Bacter 
Mycobacteriaceae 
4 


14236 Bacteria_ 


414236 Bacteria_ 


414236 Bacteria_ 


414236 Bacteria_ 


414236 Bacteria_ 


14236 Bacteria_ 


14236 Bacteria_ 


14236 Bacteria_ 


14236 Bacteria_ 


414236 Bacteria_ 


414236 Bacteria_ 


414236 Bacteria_ 


414236 Bacteria_ 


414236 Bacteria_ 


14236 Bacteria_ 


14236 Bacteria_ 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref|NR_025574.1 


Loktanella 
8 Loktanella 
obacteraceae; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

16S 1661599 1661663 1 65 gi|219878434|ref|NR_025573.1| Sporosarcina 

rain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 

cteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

16S 1666175 1666239 1 65 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

1708950 1709002 3 55 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 

ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 

Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

16S 1711946 1712002 1 57 gi|219878400|ref|NR_025539.1| Loktanella salsilacus 


S ribosomal RNA, partial sequence 
16S 
xr 
G 
16S 
xr 
G 
16S 1727129 1727193 1 65 gi 
DSM 44223 16S ribosomal RNA, partial s 


1722670 1722722 3 55 
ibosomal RNA, partial sequence 


gi 


1724211 1724263 3 55 
ibosomal RNA, partial sequence 


gi 


i 
Mycobacterium. 
16S 1728668 1728732 1 


7 
65 gi 
Actinobacteridae; Actinomycetales; Cory 
16S 1730204 1730268 1 65 gi 


Actinobacteridae; Actinomycetales; Cory 
16S 1731717 1731781 1 65 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

16S 1826057 1826109 3 55 gi 
KMM 277 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteria 
16S 1827535 1827587 3 55 gi 
n KMM 225 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacteri 
16S 1839698 1839750 3 55 gi 
1 
obacillales; Lactobacillaceae; 

16S 1862444 1862496 3 55 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 1873174 1873226 3 55 gi 
6S ribosomal RNA, partial sequence 
G 
16S 1888621 1888673 3 55 gi 
n LUH5832 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacteri 
16S 1906521 1906573 3 55 gi 
n I/26Corl 16S ribosomal RNA, partial s 
ria; Bacteroidetes; Sphingobacteria; Sp 
16S 1913994 1914046 3 55 gi 
ype 16S ribosomal RNA, partial sequence 
bacteria; Gammaproteobacteria; Pseudomo 
16S 1974821 1974885 1 65 gi 
ribosomal RNA, partial sequence 
llales; Planococcaceae; Marinibacillus. 
16S 2034344 2034408 1 65 gi 
ATCC 19420 16S ribosomal RNA, partial 

a; Actinobacteria; Actinobacteridae; A 
Mycobacterium. 

16S 2053035 2053099 1 


i 
e 


’ 


Lactobac 
gi 


i 


, 


65 gi 


1710844 17122 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
414236 Bacteria_ 
1721510 17230 
ammaproteobacteria; Pseudomonadales; M 


1723051 17245 
ammaproteobacteria; Pseudomonadales; Mor 
a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 1727522 17290 


16S ribosomal RNA, partial sequence 1729064 17305 


6S ribosomal RNA, partial sequence 1838512 18400 


1861284 18627 


1872026 18734 
ammaproteobacteria; Pseudomonadales; Mor 


1973642 19751 


hodobacter 
219878393 


oraxellace 
219878392 


axellace 
219878390 
equence 
inomycet 


219878389 


nebacterin 
219878388 


nebacterin 

219878387 
sequence 

Actinomyc 


219878319 
uence 

; Pseudomo 
219878318 
quence 

a; Pseudom 
219878309 


illus. 
219878293 


Oleiphila 
219878286 


axellace 
219878273 
quence 

a; Pseudom 
219878259 
equence 

hingobacte 
219878253 
19128 
nadales; M 
219878212 


219878172 
sequence 
ctinomycet 


aceae; Loktanell 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 
ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
onadales; Moraxe 
ref|NR_025448.1 
21 Lactobacillus 
ref |NR_025432.1 
ceae; Oleiphilu 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 

1887472 188893 
onadales; Moraxe 
ref|NR_025398.1 

1905456 190681 
riales; Flexibac 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025351.1 


ref|NR_025311.1 
2033216 203470 
ales; Corynebact 


, 


219878157 


elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 


58 Loktanella salsilacus Bacteria; 


a. 

Psychrobacter luti 
luti Bacteria; 
Te 

Psychrobacter fozii 
fozii Bacteria; 
tr. 

Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
2 Mycobacterium 
cterineae; 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Lactobacillus hamsteri 
hamsteri Bacteria; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 
s. 


Acinetobacter parvus 
parvus Bacteria; 
r. 
Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 


ref |NR_025296.1 
2051875 205339 


Mycobacterium 
1 Mycobacterium 


elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycoba 
414236 Bacteria_16S 
roseopersicina st 
roseopersicina Bacteria; 
414236 Bacteria_16S 
xylanilyticus strain XE 
xylanilyticus Bacteria; 
414236 Bacteria_16S 

strain T9 16S rib 
Proteobacteria; G 
414236 Bacteria_16S 
heidelbergense st 
heidelbergense Ba 
Mycobacteriaceae; Mycoba 
14236 Bacteria_16S 
laciale strain ACAM 644 
laciale Bacteria; Bacte 
14236 Bacteria_16S 
llinoisensis str 
llinoisensis Bac 
lkanindiges. 

14236 Bacteria_16S 
innipedii strain 6482 1 
acteria; Actinobacteria 
Mycobacte 
14236 Bacteria_16S 
fricanum strain ATCC 25 
fricanum Bacteria; Acti 
ycobacteriaceae; Mycoba 
14236 Bacteria_16S 
scrofulaceum strain ATCC 
scrofulaceum Bact 
Mycobacteriaceae; Mycoba 
414236 Bacteria_16S 
tokaiense strain ATCC 27 
tokaiense Bacteria; Acti 
Mycobacteriaceae; Mycoba 
414236 Bacteria_16S 
poriferae strain ATCC 35 
poriferae Bacteria; Acti 
Mycobacteriaceae; Mycoba 
414236 Bacteria_16S 
strain ATCC 51384 16S ri 
Actinobacteria; Actinoba 
414236 Bacteria_16S 
strain MUP 1182 16S ribo 
Actinobacteria; Actinoba 
414236 Bacteria_16S 
strain ATCC 927 16S ribo 
Actinobacteria; Actinoba 
414236 Bacteria_16S 
strain YKJ-103 16S ribos 
Proteobacteria; Gammapro 


osomal 


teria; 


Woe PrP PQQ 


2062195 2062247 3 
rain DSM 229 16S ribosomal RNA, partia 
Gammaproteobac 
2071328 2071392 1 


2086674 2086726 3 


2106408 2106460 3 


2112518 2112582 1 


2129190 21292541 


2130668 2130732 1 


2132173 21322371 


2133676 21337401 


2136707 21367711 


2148742 2148806 1 


2165382 2165446 1 


2176069 2176121 3 


cterium. 
55 


Proteobacteria; 
65 
16S ribosomal RNA, 
Firmicutes; Bacillales; 
55 
RNA, partial sequence 


65 


cterium. 
55 


roidetes; 
55 
16S ribosomal RN 
Proteobacteria; Gammapr 


65 
6S ribosomal RNA, parti 
; Actinobacteridae; Act 
rium tuberculosis compl 
65 
ribosomal RNA, 


420 16S 


cterium; Mycobacterium 
65 
19981 16S ribosomal RN 


cterium. 
65 


282 16S ribosomal RNA, 


cterium. 


65 
087 16S ribosomal RNA, 
cterium. 
65 
bosomal RNA, partial se 
cteridae; Actinomycetal 
65 
somal RNA, 
cteridae; Actinomycetal 
65 


cteridae; Actinomycetal 
55 
omal RNA, partial seque 
teobacteria; Pseudomona 


414236 Bacteria_16S 
strain KMM 3582 1 
Proteobacteria; G 
414236 Bacteria_16S 
strain NRCM 00-25 


2189721 2189773 3 
6S ribosomal RNA, partial sequence 2188558 21900 
ammaproteobacteria; Alteromonadales; 
2218420 2218484 1 
5 16S ribosomal RNA, partial sequence 


55 


65 


gi 


gi 


complete seq 
Paeniba 


gi 


ammaproteobacteria; Oceanospirillales; 
2091126 2091190 1 
rain 2554/91 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterid 


gi 


gi 


16S ribosomal RNA, partial seq 
Flavobacteria; 
2107889 2107941 3 
ain MVAB Hexl 


gi 
A, compl 
oteobact 


gi 
al seque 
inomycet 
ex. 

gi 
partial 


nobacteria; Actinobacteridae; Act 


tubercul 
gi 
A, parti 


eria; Actinobacteria; Actinobacteridae 


gi 
partial 


nobacteria; Actinobacteridae; Act 


gi 
partial 


nobacteria; Actinobacteridae; Act 


gi 
quence 
es; Cory 

gi 


es; Cory 
gi 


es; Cory 
gi 

nce 

dales; 
gi 


Ss 
gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


414236 Bacteria_16S 
strain FI-13295 1 


2327947 2328011 1 
6S ribosomal RNA, partial sequence 2326828 23282 
bacterin 


65 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


414236 Bacteria_16S 
dechloracetivoran 
dechloracetivorans Bacte 
Desulfovibrionaceae; Des 
414236 Bacteria_16S 
viterbiensis stra 
viterbiensis Bacteria; 
414236 Bacteria_16S 


F 


2356571 2356623 3 
s strain SF3 16S ribosomal RNA, partia 


2406664 2406728 1 
in JW/MS-VS5 16S ribosomal RNA, partia 


2446306 2446358 3 


55 
ria; Proteobacteria; De 
ulfovibrio. 

65 
irmicutes; Clostridia; 
55 


gi 
ltaprote 
gi 


Clostrid 
gi 


strain CCUG 30811 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 


Flavob 


Mor 


1 
teria; 
ue 
ci 


nce 


1 
ae 


’ 


ue 
ac 


nce 


et 


eria; 


nc 
al 


e 


es; 


se 


os 


al 


’ 


se 


se 


ne 
219857 


ne 
219857 


ne 
219857 


219857 


219878149 
seque 


219878143 


llace 
219878132 
2085504 20 
Alcani 
219878129 
seque 
Act 


219878116 


teria 
219878115 
e sequen 
Pseu 


219857660 
21113 
Cory 


219857649 
quence 

inomycet 
is compl 
219857648 
sequenc 
Actinomy 


219857647 
quence 
inomycet 


219857646 
quence 
inomycet 


219857644 
21355 
bacterin 
636 
complete sequence 2147582 21491 
bacterin 
625 
somal RNA, partial sequence 2164214 21657 
bacterin 
616 
2174910 21764 
axellace 
606 


hewanel 


ne 


ne 


1 
ob 


1 


iales; 


219857587 
22172 
bacterin 
219857511 


219857490 
sequence 
acteria; 


219857456 
sequence 


219857422 


ref |NR_025288.1 

2061023 206241 
omat 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref|NR_025271.1 


nce 
Chr 


ae; 


870 


voracaceae; Alcani 
NR_025268.1 
2089993 209143 


mycetales; Cory 


nce 
ino 
ref|NR_025255.1 

105286 210665 
les; Cryomorphaceae 
ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


ND 


ref |NR_025249.1 
81 2112761 Mycoba 
nebacterineae; M 
ref|NR_025238.1 
128040 212947 
ales; Corynebact 
ex. 
ref |NR_025237. 
e 2129523 21309 
cetales; Coryne 


is} 


v 


8 
b 


36.1 
8 


ref |NR_0252 
2131039 21324 
ales; Corynebac 


v 


35.1 
8 


ref|NR_0252 
2132540 21339 
ales; Corynebac 


’ 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref |NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_025195.1 


lac . 


eae; Shewanella 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref |NR_025078.1 

2355381 235691 
Desulfovibriona 


ref |NR_025044.1 
2405537 240701 


Clostridiaceae; Cal 


n 


Lamprocystis 
5 Lamprocystis 


iales; Chromatiaceae; Lamprocystis. 


Thermobacillus 
8 Thermobacillus 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Vv 


orax. 
Mycobacterium 

7 Mycobacterium 

ebacterineae; 


Brumimicrobium 
6 Brumimicrobium 
Brumimicrobium. 
Alkanindiges 
9 Alkanindiges 
axellaceae; 


, 


Mycobacterium 
cterium pinnipedii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Psychrobacter jeotgali 
jeotgali Bacteria; 

r. 
Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Mycobacterium lacus 

cterium lacus Bacteria; 

aceae; Mycobacterium. 
Mycobacterium doricum 

doricum Bacteria; 

aceae; Mycobacterium. 
Desulfovibrio 

7 Desulfovibrio 

les; 


Caloramator 
6 Caloramator 
oramator. 


ref |NR_025010.1 


Alishewanella fetalis 


2445148 2446624 Alishewanella fetalis 


414236 Bacteria_16S 2469103 2469155 3 55 gi 
aerophilum strain AL3 16S ribosomal RNA, partial sequen 
acteria; Proteobacteria; Gammaproteobacteria; Thiotric 
14236 Bacteria_16S 2474944 2475008 1 65 gi 
avipharyngis strain 117C 16S ribosomal RNA, partial se 
avipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae 
414236 Bacteria_16S 2493057 24931211 65 gi| 219857388 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 24933 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
414236 Bacteria_16S 2494544 2494608 1 65 gi|219857387|ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 
414236 Bacteria_16S 2594647 25947111 65 gi| 219857272 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
414236 Bacteria_16S 2640651 2640715 1 65 gi| 219857231 
strain CIP 103464 16S ribosomal RNA, partial sequence 26395 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
414236 Bacteria_16S 2648401 2648453 3 55 gi| 219857226 
thyasirae strain DSM 5322 16S ribosomal RNA, partial sequence 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 
Thiomicrospira. 

414236 Bacteria_16S 


219857404 
ce 24679 
hales; Pis 
219857400 
quence 


ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024988.1 

2473825 247526 
; Mycoplasma. 
ref |NR_024976.1 


Thioalkalimicrobium 
kalimicrobium aerophilum 
B ; Thioalkalimicrobium. 
4 Mycoplasma 
c 8 Mycoplasma 
c 

Tetrasphaera japonica 
49 Tetrasphaera japonica Bacteria; 

; Intrasporangiaceae; Tetrasphaera. 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024854.1 
2647248 264867 
hales; Piscirick 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 

Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


2714202 2714266 1 65 gi| 219857179 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 27145 
roteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 
14236 Bacteria_16S 2715727 2715779 3 55 gi| 219857178 
khotskensis strain MD17 16S ribosomal RNA, partial sequence 
khotskensis Bacteria; Proteobacteria; Gammaproteobacteria; 
sychrobacter. 
14236 Bacteria_16S 2721843 2721895 3 55 gi 
ithotrophicum strain 42BKT 16S ribosomal RNA, partial 
ithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; S 
14236 Bacteria_16S 2734057 2734109 3 55 gi| 219857165 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 27343 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 
414236 Bacteria_16S 2735547 2735599 3 55 gi| 219857164 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alter 
414236 Bacteria_16S 2737037 2737089 3 55 gi| 219857163 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; 
Shewanella. 
414236 Bacteria_16S 2759236 2759288 3 55 gi 
agariperforans strain KMM 3525 16S ribosomal RNA, parti 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria 
Reichenbachiella. 
414236 Bacteria_16S 2814905 2814969 1 65 gi| 219857107 |ref|NR_024735.1 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
414236 Bacteria_16S 2826959 2827023 1 65 gi|219856906|ref|NR_024727.1| Sporichthya polymorpha 
strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; Sporichthya. 

414236 Bacteria_16S 2902220 2902284 1 65 gi| 219856855 |ref|NR_024674.1| Leucobacter albus 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 

414236 Bacteria_16S 2932668 2932720 3 55 gi|219856835 NR_024654.1| Pseudospirillum 
japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 2931509 2932967 Pseudospirillum 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Pseudospirillum. 

414236 Bacteria_16S 2940189 2940253 1 65 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 29405 


ref|NR_024807.1| Enhygromyxa salina 
15 Enhygromyxa salina Bacteria; 


ref|NR_024806.1 
2714566 271605 
omonadales; Mora 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Pseud 


219857174 
sequence 


ref |NR_024802.1 
2720705 272211 
ulfurovum. 
ref|NR_024793.1| Shewanella sairae 
48 Shewanella sairae Bacteria; 
eae; Shewanella. 
ref|NR_024792.1] Shewanella 
2734399 2735838 Shewanella 
omonadales; Shewanellaceae; 
ref|NR_024791.1] Shewanella 
2735889 2737328 Shewanella 
eromonadales; Shewanellaceae; 


Sulfurovum 
0 Sulfurovum 


BEPerEBADOO AN 


Shewanella. 


Alt 


219857147 
al sequenc 
; Sphingob 


v 


ref|NR_024775.1| Reichenbachiella 
e 2758107 2759505 Reichenbachiella 
acteriales; Flammeovirgaceae; 


Tetrasphaera elongata 


e Lentzea. 


28 Lentzea albida Bacteria; 

Actinobacteria; A donocardineae; Actinosynn 
ref|NR_024646.1 
2943614 294507 


etales; Frankine 


414236 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


414236 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


ctinobacteridae; Actinomycetales; Pseu 
2944742 2944806 1 65 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


2961275 2961335 3 
al RNA, partial sequence 
ia; Alteromonadales; Colwelliaceae; 


63 gi 


Co 


414236 Bacteria_16S 


strain SG3902 16S 
Firmicutes; Clost 


3017741 3017793 3 55 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 


gi 


mataceae; 


219856827 


Sporichthya 


sequence 
Actinomyc 


219856816 
2960112 2961625 Colwe 
lwellia. 

219846912 
3016582 3017918 Orenia salinaria Bacteria; 
Halobacteroidaceae; 


9 Sporichthya 
ae; Sporichthyaceae; 


ref 
llia 


NR_024635.1 
maris Bacteria; Proteobacteria; 


ref|NR_026504.1| Orenia salinaria 


Orenia. 


Colwellia maris strain 


414236 Bacteria_16S 
actinosclerus str 
actinosclerus Bac 
ymenobacter. 
14236 Bacteria_16S 
alaenopterae str 
alaenopterae Bac 


H 
4 
b 
b 
414236 Bacteria_16S 


3066226 3066278 3 


ain 1187 16S ribosomal RNA, partial se 
teria; 


Bacteroidetes; 


3090308 3090360 3 


ain M1975/96/1 16S ribosomal RNA, part 
teria; 


Firmicutes; 
3108205 3108261 1 


3107102 31085 


strain N2 16S ribosomal RNA, 


complete sequence 


55 gi| 219846878 |ref|NR_026470.1| Hymenobacter 
quence 3065078 3066522 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
55 gi|219846862|ref|NR_026454.1| Granulicatella 
ial sequence 3089141 3090523 Granulicatella 
Lactobacillales; Carnobacteriaceae; Granulicatella. 
57 gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

414236 Bacteria_16S 3162594 3162650 1 57 gi|219846814|ref|NR_026406.1| Antarctobacter 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Antarctobacter. 

414236 Bacteria_16S 3244612 3244664 3 55 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 

414236 Bacteria_16S 3246152 3246216 1 65 gi|219846757|ref|NR_026349.1| Listeria grayi strain 


ATCC19120 16S rib 
Liste 


Bacillales; 
414236 Bacteria_ 


strain LLAP12 16S 


Bacteria; 
414236 Bacteria_ 
strain DSM 43039 


414236 Bacteria_ 
strain DSM 44183 


414236 Bacteria_ 


parafortuitum str 
parafortuitum Bac 


Mycobacteriaceae; 
414236 Bacteria_ 


austroafricanum s 
austroafricanum B 


Mycobacteriaceae; 
414236 Bacteria_ 


marismortui strai 
marismortui Bacte 


Chromohalobacter. 
414236 Bacteria_ 


strain ATCC 43992 
G 


roteobacteria; 
14236 Bacteria_ 


P 
4 
xr 
Bacteria; 
4 

Proteobacteria; 


strain DSM 6964 1 
Proteobacteria; 


Acinetobacter. 


414236 Bacteria_16S 


baumannii strain 


baumannii Bacteri 
414236 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


414236 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 
4 


Proteob 


adioresistens DS 
Proteob 
14236 Bacteria_16S 
DSM 2403 16S ribo 
G 
414236 Bacteria_16S 


G 
414236 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 


14236 Bacteria_16S 


osomal RNA, partial sequence 
riaceae; Listeria. 


16S 3336977 3337041 1 65 


gi 
ne 
16S 3338486 3338550 1 65 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

16S 3339998 3340062 1 65 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

16S 3385907 3385959 3 55 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


al 
e; 


re 
da 


1 


16S 3429455 3429507 3 55 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; S 
16S 3437957 3438009 3 55 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3439467 3439519 3 55 gi 


he 


en 
na 


ammaproteobacteria; Pseudomonadales; Mor 
3440976 3441028 3 55 gi 


ammaproteobacteria; Pseudomonadales; Mor 
3442486 3442538 3 55 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


e 
ri 


3443995 3444047 3 55 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
3492870 3492934 1 65 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3520004 3520068 1 65 gi 
16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; My 


se 


v 


se 
id 


co 


3244997 32464 


16S ribosomal RNA, partial sequence 3331343 33328 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
219846693 


219846692 


219846659 
ia; 


219846625 


219846618 


219846616 
6S ribosomal RNA, partial sequence 3439822 344 


219846615 


219846614 


219846581 


219846563 


bacterin 


sequenc 


ial sequ 
e; Actin 


sequence 


, Oceano 


34282 
wanellac 


ce 343 
dales; 


68 


ne 
axellace 
12 
axellace 
sequen 
a; Pse 


ce 
ud 


quence 
Pseudomo 


quence 


ae; Acti 


35188 
plasma. 


3608647 3608711 1 65 gi 


219846500 


Actinomycet 


Morax 
219846617 
somal RNA, partial sequence 3438312 3439771 Aci 


neae; Micromonos 
ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella 
ref|NR_026210.1 
03 3438261 Acinet 
ellaceae; Ac 
NR_026209.1 
cter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
omonadales; Mora 


ref 
toba 


ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026173.1 
3491744 349320 
nomycetales; Cor 


ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_026092.1 


hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


22 Listeria grayi 


Bacteria; Firmicutes; 


16S 3267095 3267147 3 55 gi| 219846743 |ref|NR_026335.1| Legionella drancourtii 
ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 

acteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

16S 3332492 3332556 1 65 gi|219846697|ref|NR_026289.1| Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Mycobacterium hodleri 

hodleri Bacteria; 

aceae; Mycobacterium. 
Mycobacterium 

3 Mycobacterium 

bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

es. 
Acinetobacter junii 
junii Bacteria; 

r. 

Acinetobacter 

0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Mycoplasma genitalium 
asma genitalium 


3607525 360892 


Mycobacterium 
0 Mycobacterium 


414236 Bacteria_16S 3616219 3616283 1 65 
strain 1066 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
414236 Bacteria_16S 3617730 3617794 1 65 gi 
komossense strain Ko2 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 

414236 Bacteria_16S 3623359 3623423 1 65 gi 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, 
avium subsp. paratuberculosis Bacteria; Actinobacteria; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Myc 
414236 Bacteria_16S 3624860 3624924 1 65 gi 
strain 3015 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
414236 Bacteria_16S 3626405 3626469 1 65 gi 
strain ATCC 35799 16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
414236 Bacteria_16S 
strain ATCC 43910 
acteria; Actinob 
ycobacterium. 
14236 Bacteria_16S 
aracochleata str 
aracochleata Bac 
Streptomycetaceae; Kitasatospora. 

414236 Bacteria_16S 3643344 3643396 3 55 gi 
mediocidica strain IFO 14789 16S ribosomal RNA, partial 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 

414236 Bacteria_16S 3644876 3644928 3 55 
strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
414236 Bacteria_16S 3658588 3658640 3 55 gi 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacte 
414236 Bacteria_16S 3664743 3664807 1 65 gi 
bohemicum strain DSM 44277 16S ribosomal RNA, partial s 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacteriaceae; Mycobacterium. 

414236 Bacteria_16S 3722090 3722154 1 65 gi 
hassiacum strain 3849 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
414236 Bacteria_16S 3726603 3726667 1 65 gi 
rugatobispora strain IFO 14382 16S ribosomal RNA, parti 
rugatobispora Bacteria; Actinobacteria; Actinobacterida 
Thermomonosporaceae; Actinomadura. 

414236 Bacteria_16S 3796766 3796826 3 63 
strain S51-W 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; C 
414236 Bacteria_16S 3818107 3818159 3 55 gi 
strain ATCC 29543 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
414236 Bacteria_16S 3839281 3839333 3 55 gi 
pelophila strain 4B 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotric 
414236 Bacteria_16S 3860392 3860456 1 65 gi 
strain 4229 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 3869587 3869639 3 55 gi 
nitrofigilis strain CI 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
414236 Bacteria_16S 3951471 3951523 3 55 gi 
strain DSS12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
414236 Bacteria_16S 3985391 3985443 3 55 
strain KMM 6017 1 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Fla 
414236 Bacteria_16S 4018253 4018305 3 55 gi 
strain SW-154 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Kangiella. 


gi 


al 
3637150 3637214 1 65 gi 


16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


3641812 3641864 3 55 gi 


ain M-13 16S ribosomal RNA, partial se 


B 
M 
4 
Pp 
p teria; Actinobacteria; Actinobacterida 


e; 


s 


gi 
pt 


s 
ied: 


ce 
al 


al 
e; 
gi 


ol 
ob 
ha 
nc 
ob 


She 


gi 


mm 


219846495 
3615060 36165 
ne 
219846494 
ce 
al 
219846490 
pa 
Actinobac 
ob 
219846489 
3623734 36252 
ne 
219846488 


219846481 


219846478 
qu 
219846477 

Actinomyc 


219846476 
3643713 36451 


219846466 


219846462 
eq 


219846420 


219846417 


219846366 
3795600 37970 


219846351 
219846336 
219846322 
3859256 38606 
219846316 
219846258 


3950287 39517 


219846235 
6S ribosomal RNA, partial sequence 3984248 39856 


219846211 
4017086 4018581 Kangiella aquimarina Bacteria; 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacter 
ref|NR_026086.1 
66 3618027 Mycob 
nebacterineae; 


bacterin 


36165 
es; Cory 
ref 
quen 
teri 


NR_026082.1 
ce 362222 
dae; Actino 
acterium avium complex ( 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; 


rtial se 


bacterin 


36252 
es; Cory 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; 


36360 
es; Cory 
ref|NR_026070.1 
ence 3640656 364213 
Actinomycetales; Strept 


ref|NR_026069.1 
3642181 364366 
etales; 


equence 


ref |NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_026058.1 

3657404 365891 
omonadales; She 
ref|NR_026054.1 

3663577 366509 
ales; Corynebact 


omycinea 


equence 
a; Alter 


uence 
inomycet 


’ 


ref|NR_026011.1 
52 3722442 Mycoba 
nebacterineae; M 


37209 
es; Cory 
ref|NR_026008.1 
sequence 3725501 372690 
Actinomycetales; Strept 


ref|NR_025957.1 


welliaceae; Colwellia. 
ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025912.1 


38169 
acterale 


38381 
les; Pis 


ref|NR_025906.1 
19 3869879 Arcoba 
s; Campylobacter 
ref |NR_025848.1 


e 38684 
acterale 


Shewanella. 
NR_025825.1 


wanellaceae; 


ref 
eovirgac 


eae; Roseivirga. 


i 


a 
M 


M 


wanellaceae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium szulgai 
cterium szulgai 


Mycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 

Shewanella 
0 Shewanella 
Shewanella. 
Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Actinomadura 
6 Actinomadura 


osporangineae; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Wolinella succinogenes 
lla succinogenes 

ceae; Wolinella. 
Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Mycoplasma imitans 


’ 


94 Mycoplasma imitans Bacteria; 


Arcobacter 

cter nitrofigilis 
aceae; Arcobacter. 
Shewanella violacea 


92 Shewanella violacea Bacteria; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


ref|NR_025801.1 


Kangiella aquimarina 


414236 Bacteria_16S 4022883 4022935 3 55 gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

414236 Bacteria_16S 4028922 4028974 3 55 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

414236 Bacteria_16S 4039590 4039654 1 65 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

414236 Bacteria_16S 4063635 4063699 1 65 gi|219846177|ref|NR_025767.1| Mycobacterium 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

414236 Bacteria_16S 4074242 4074306 1 65 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

414236 Bacteria_16S 4121116 4121180 1 65 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
414236 Bacteria_16S 4131757 41318211 65 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

414236 Bacteria_16S 4139467 41395311 65 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
414236 Bacteria_16S 4196297 4196349 3 55 gi|219846078|ref|NR_025668.1| Zooshikella 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
414236 Bacteria_16S 4234097 4234161 1 65 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
414236 Bacteria_16S 1145 1200 1 56 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

414236 Bacteria_16S 2684 2739 1 56 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

414236 Bacteria_16S 4238 4292 1 56 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

414236 Bacteria_16S 43435 43490 1 56 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

414236 Bacteria_16S 55722 55785 1 64 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

414236 Bacteria_16S 72326 72381 1 56 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

414236 Bacteria_16S 73890 73945 1 56 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

414236 Bacteria_16S 85721 85776 1 56 gi| 265679006 |ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 
Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

414236 Bacteria_16S 104103 104158 1 56 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

414236 Bacteria_16S 133135 133190 1 56 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

414236 Bacteria_16S 163463 163518 1 56 gi|265678954|ref|NR_029262.1| Brevibacterium 


epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 

414236 Bacteria_16S 166645 166700 1 55 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 184829 184884 1 56 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 221802 221857 1 56 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

414236 Bacteria_16S 258401 258456 1 56 gi|265678890|ref|NR_029198.1] Moorella glycerini 


strain JW/AS-Y6 1 


6S ribosomal RNA, complete sequence 257219 25873 


1 Moorella glycerini Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
414236 Bacteria_16S 268829 268884 1 56 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

414236 Bacteria_16S 282420 282475 1 56 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

414236 Bacteria_16S 286987 287042 1 56 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 
strain 01008 16S ribosomal RNA, partial sequence 285875 287290 Mycoplasma testudinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

414236 Bacteria_16S 302154 302244 3 94 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

414236 Bacteria_16S 332843 332898 1 56 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

414236 Bacteria_16S 348119 348174 1 56 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

414236 Bacteria_16S 382422 382477 1 56 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

414236 Bacteria_16S 405474 405529 1 56 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

414236 Bacteria_16S 417944 417999 1 56 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
414236 Bacteria_16S 420951 421006 1 56 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

414236 Bacteria_16S 431792 431847 1 56 gi| 265678767 |ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

414236 Bacteria_16S 447251 447306 1 56 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

414236 Bacteria_16S 448783 448838 1 56 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

414236 Bacteria_16S 450314 450369 1 56 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

414236 Bacteria_16S 456572 456627 1 56 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

414236 Bacteria_16S 461003 461058 1 56 gi|265678744|ref|NR_029049.1] Amycolatopsis 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


459859 461323 Amycolatopsis 


414236 Bacteria_16S 465545 465600 1 56 gi| 265678741 |ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

414236 Bacteria_16S 507055 507110 1 56 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

414236 Bacteria_16S 520692 520747 1 56 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

414236 Bacteria_16S 522219 522274 1 56 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
414236 Bacteria_16S 534404 534459 1 56 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

414236 Bacteria_16S 540503 540558 1 56 gi| 265678692 |ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

414236 Bacteria_16S 560415 560470 1 56 gi|265678679|ref|NR_028984.1| Roseomonas rosea 


strain 173-96 16S 


ribosomal RNA, partial sequence 


559287 56077 


1 Roseomonas rosea Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

414236 Bacteria_16S 561950 562005 1 56 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

414236 Bacteria_16S 592013 592068 1 56 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
414236 Bacteria_16S 706939 706994 1 56 gi|265678578|ref|NR_028883.1| Dorea longicatena 


strain 111-35 16S 
Firmicutes; Clost 
4 
strain MDA5527 16 


14236 Bacteria_16S 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
742173 742228 1 56 gi 
S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


strain SW-45 16S 


414236 Bacteria_16S 


763999 764054 1 56 
ribosomal RNA, partial sequence 


gi 


774759 774814 1 56 


gi 


705889 70720 


Dorea. 
265678553 


741046 74252 


Acetobacte 
265678537 


762839 76433 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
414236 Bacteria_16S 


265678530 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


strain HKU4 16S r 
Firmicutes; Lacto 


paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 


strain J72 16S ri 
Actinobacteria; A 
4 
ferriphilum strai 
Bacteria; Nitrosp 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


strain AC 615 16S 
Actinobacteria; A 


strain 19 16S rib 
Firmicutes; Clost 


strain K24 16S ri 
Actinobacteria; A 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


776377 776432 1 56 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
777885 777940 1 56 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

790131 790186 1 56 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
796225 796280 1 56 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
816237 816292 1 56 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


839064 839119 1 56 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
846726 846781 1 56 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
861776 861831 1 56 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
875328 875383 1 56 gi 
CY-7113 16S ribosomal RNA, partial seq 


gi 


Stre 
gi 


eae; Streptosporangium. 


414236 Bacteria_16S 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 


915042 915097 1 56 


gi 


donocardin 
265678529 


775183 77669 


occus. 
265678528 
sequence 
dae; Actin 


265678519 


789013 79048 


nebacterin 
265678515 
nce 79504 
eptospiril 
265678502 
ence 81510 
ales; Pseu 


265678487 


837961 83941 


ptosporang 
265678482 


845553 84708 


Clostridiu 
265678471 


860647 86213 


donocardin 
265678462 
uence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


265678435 


4 Dorea longicatena Bacteria; 


ref|NR_028857.1| Roseomonas mucosa 

7 Roseomonas mucosa Bacteria; 

raceae; Roseomonas. 

ref|NR_028841.1| Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 

ref|NR_028834.1| Prauserella alba 

2 Prauserella alba Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref |NR_028833.1| Streptococcus sinensis 
4 Streptococcus sinensis Bacteria; 


Gordonia 
Gordonia 
nebacterineae; 


ref|NR_028832.1 
776745 778221 
omycetales; Cory 


ref 
6 


NR_028823.1| Gordonia sinesedis 
Gordonia sinesedis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028818.1| Leptospirillum 

0 796555 Leptospirillum ferriphilum 
lum. 
ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


ref|NR_028790.1| Nonomuraea rubra 

7 Nonomuraea rubra Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_028785.1| Clostridium scindens 

1 Clostridium scindens Bacteria; 


m. 

ref|NR_028774.1| Amycolatopsis sacchari 

0 Amycolatopsis sacchari Bacteria; 

eae; Pseudonocardiaceae; Amycolatopsis. 

ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 

ales; Streptosporangineae; 

ref |NR_028737.1| Actinosynnema 


913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 


intermedius strai 
Bacteria; Firmicu 


strain IEGM 16S r 


414236 Bacteria_16S 


414236 Bacteria_16S 


916636 916691 1 56 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; 
918194 918249 1 56 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


4 
strain 213E 16S r 


14236 Bacteria_16S 


919759 919814 1 56 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


lgidixylanolytic 
lgidixylanolytic 


apovorans strain 
acteria; Firmicu 


PWH POO Ss 


strain SK3 16S ri 
Firmicutes; Lacto 


pneumoniae strain 
pneumoniae Bacter 


strain NS51 16S r 
Firmicutes; Lacto 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 

4 
strain JCM 21370 


strain Y 16S ribo 
Alphaproteobacter 


roseoviolacea str 
roseoviolacea Bac 


Streptosporangiaceae; Nonomuraea. 

414236 Bacteria_16S 1099784 1099839 1 56 gi| 265678310 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptosporangiaceae; Acrocarpospora. 

414236 Bacteria_16S 1107355 11074101 56 gi| 265678304 
strain NRRL 15532 16S ribosomal RNA, partial sequence 11062 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Nonomuraea. 

414236 Bacteria_16S 1174063 1174118 1 56 gi| 228719222 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 11729 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Fl 
414236 Bacteria_16S 1225337 1225392 1 56 gi| 219878314 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 
gallinaceus Bacteria; Firmicutes; Lactobacillales; Streptococcace 
414236 Bacteria_16S 1237544 1237599 1 56 gi| 219878251 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 12363 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
414236 Bacteria_16S 1246591 1246646 1 56 gi| 219857484 


strain 13.4 16S r 
Actinobacteria; A 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


strain CBS 107.95 
Bacteria; Actinob 
4 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 


932054 932109 1 56 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
993807 993861 1 55 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1021175 10212301 56 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1022728 1022783 1 56 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1024299 1024354 1 56 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1027282 1027329 3 50 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


Streptoc 
gi 


1071325 1071380 1 56 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospiri 
414236 Bacteria_16S 1072817 1072880 1 64 gi| 265678329 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial seque 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobac 
Vitellibacter. 

414236 Bacteria_16S 1084611 1084666 1 56 gi| 265678320 


ia; Sphingomonadales; Sphingomonadacea 
1090816 1090871 1 56 gi 
ain A-5 16S ribosomal RNA, partial seq 


teria; Actinobacteria; Actinobacterida 


ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Pseu 
1261539 12615941 56 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 

Brevibacterium. 

1262981 1263036 1 56 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1293071 1293126 1 56 gi 


’ 


Streptococcaceae; 


917039 91855 


918602 92011 


1019984 10214 


1023111 10246 


16S ribosomal RNA, partial sequence 1070184 10716 


somal RNA, partial sequence 1083512 1084952 Sphin 


1245479 12468 


265678434 
ence 91544 
7 Streptoc 
265678433 


nebacterin 
265678432 


nebacterin 
265678424 
tial seque 
lostridial 
265678382 
ce 99261 
phomonadac 
265678364 


occus. 
265678363 
e sequence 
tococcacea 
265678362 


occus. 
265678360 
uence 

ia; Syntro 


265678330 


e; Sphingo 
265678316 
uence 

e; Actinom 


donocardin 
219846707 
nce 12603 
Actinomyce 


219846681 
12618 
ales; Cory 


ref|NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


Gordoniacea 
NR_028726.1 

930884 
es; Clostridiace 
ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_028666.1 
95 Streptococcus 


eae; 
ref 
nce 


ref|NR_028665.1 

1021546 102306 
e; Streptococcus 
ref |NR_028664.1 
30 Streptococcus 


ref|NR_028662.1 

1026088 102759 
phobacterales; S 
ref|NR_028632.1 
llac 
ref 
nce 
teri 


eae; Tistrel 
NR_028631.1 
107168 
Flavob 


ales; 


ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_028618.1 

1089685 109113 
ycetales; Strept 


ref|NR_028612.1 
1098650 110009 
cetales; Strepto 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae 


v 


ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref |NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 


228716433 


Streptococcus 
ococcus intermedius 
ccus anginosus group. 

Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Clostridium 
932385 Clostridium 
ae; Clostridium. 
Syntrophomonas 
phomonas sapovorans 
nas. 
Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Desulfobacca 
1 Desulfobacca 


yntrophaceae; 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Vitellibacter 
7 1073086 Vitellibacter 
acteriaceae; 


Sphingobium amiense 
acteria; Proteobacteria; 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Capnocytophaga 
ytophaga ochracea DSM 

Capnocytophaga. 

Streptococcus 
1 Streptococcus 
Ss. 

Parasporobacterium 
orobacterium paucivorans 
ium. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Brevibacterium 
acterium mcbrellneri 
ineae; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 


ref|NR_027551.1 
129190 


Marinobacter 
4 1293412 Marinobacter 


hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 
4 
strain NCIMB 7030 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
414236 Bacteria_1 


cellulosolvens 6 


14236 Bacteria_1 


6S 1299065 1299120 1 56 gi 
55 16S ribosomal RNA, partial sequence 


6S 1303615 1303670 1 56 gi 


219846893 


ococcineae 
219846514 
16S ribosomal RNA, partial sequence 1302478 13039 


ref|NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_026106.1 


12979 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Eubacterium 


66 Eubacterium cellulosolvens 6 


Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

414236 Bacteria_16S 1309695 1309750 1 56 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 1308596 1310018 Hyphomicrobium 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

414236 Bacteria_16S 1311168 1311223 1 56 gi|228721487|ref|NR_027610.1| Hyphomicrobium facile 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 1310069 1311491 Hyphomicrobium 
facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

414236 Bacteria_16S 1351132 1351187 1 56 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
414236 Bacteria_16S 1408139 1408194 1 56 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

414236 Bacteria_16S 1409685 1409740 1 56 gi|224581401|ref|NR_024719.1| Clostridium hylemonae 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 1409968 Clostridium hylemonae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 1411184 1411239 1 56 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

414236 Bacteria_16S 1417238 1417293 1 56 gi| 224581447 |ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

414236 Bacteria_16S 1463032 1463087 1 56 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

414236 Bacteria_16S 1491907 1491962 1 56 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 1518790 1518845 1 56 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

414236 Bacteria_16S 1520303 1520358 1 56 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

414236 Bacteria_16S 1527958 1528013 1 56 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

414236 Bacteria_16S 1529470 1529525 1 56 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

414236 Bacteria_16S 1530982 1531037 1 56 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

414236 Bacteria_16S 1535506 1535561 1 56 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

414236 Bacteria_16S 1537015 1537070 1 56 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

414236 Bacteria_16S 1538578 1538633 1 56 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

414236 Bacteria_16S 1540139 1540194 1 56 gi|219857376|ref|NR_024964.1] Crossiella cryophila 


strain NRRL B-162 


38 16S ribosomal RNA, partial sequence 


1538986 1540484 Crossi 


ella cryophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 


414236 Bacteria_16S 1541688 1541743 1 56 gi 
globicatena strain NRRL B-24048 16S ribosomal RNA, part 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Actinokineospora. 


ia 


219857375 
1 sequence 1540535 15420 
Actinomycetales; 


ref |NR_024963.1| Actinokineospora 
44 Actinokineospora 


Pseudonocardineae; 


414236 Bacteria_16S 1543248 1543303 1 56 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

414236 Bacteria_16S 1564102 1564157 1 56 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

414236 Bacteria_16S 1565564 1565618 1 55 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

414236 Bacteria_16S 1603925 1603980 1 56 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


philippinense strain A 80407 16S ribosomal RNA, partial s 
philippinense Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Kibdelosporangium. 
414236 Bacteria_16S 1664651 1664706 1 
aridum subsp. 
Kibdelosporangium aridum subsp. 
Actinomycetales; Pseudonocardineae; 


56 gi 


Pseudonocardiaceae; K 


219878432 
largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 


equence 
Actinomycetales; 


414236 Bacteria_16S 1628045 1628100 1 56 gi| 219878458 |ref|NR_025597.1| Flavobacterium 
frigoris strain R-9014 16S ribosomal RNA, partial sequence 1626901 1628368 Flavobacterium frigoris 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

414236 Bacteria_16S 1663111 1663166 1 56 gi|219878433|ref|NR_025572.1| Kibdelosporangium 


1661967 1663456 Kibdelosporangium 
Pseudonocardineae; 


ref|NR_025571.1| Kibdelosporangium 


1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 
ibdelosporangium. 


414236 Bacteria_16S 1670810 1670865 1 56 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
irmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

14236 Bacteria_16S 1673744 1673799 1 56 gi| 219878426 |ref|NR_025565.1| Amycolatopsis 


ancoresmycina strain ST101170 16S ribosomal RNA, partial 


sequenc 


e 1672599 1674076 Amycolatopsis 


keratiniphila sub 


Actinomycetales; 


414236 Bacteria_16S 


ancoresmycina Ba 


14236 Bacteria_16S 


1675267 1675322 1 56 gi 


alhimycina strain DSM 44591 16S ribosomal RNA, partial 
alhimycina Bacteria; Actinobacteria; Actinobacteridae; 
seudonocardiaceae; Amycolatopsis. 


1676766 1676821 1 56 gi 


Pseudonocardineae; Pseudonocardiaceae; 
1678283 1678338 1 56 gi 


decaplanina strain DSM 44594 16S ribosomal RNA, partial 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 


414236 Bacteria_16S 
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Amycolatopsis. 
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1679804 1679859 1 56 gi 
17 16S ribosomal RNA, partial sequence 


1705905 1705960 1 56 
ibosomal RNA, partial sequence 


gi 


1734763 1734818 1 56 gi 
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4 

v 
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Pseudonocardiaceae; Amycolatopsis. 
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Rubrobacteridae; Thermoleophilales; Thermoleophil 
414236 Bacteria_16S 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 


Actino: 
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sequence 
Actinomyc 
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Pseu 
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mycetales; 
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etales; 


ref 
somal RNA, 
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ref 


aceae; 
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Pseudono 
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partial seque 
NR_025562.1 
Pseudono 
NR_025561.1 
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donocardineae; 
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P 


7 


Pseudonocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


atopsis japonica 
seudonocardiaceae; 


philum. 
Pseudobutyrivibrio 
9 Pseudobutyrivibrio 


xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
414236 Bacteria_16S 1740892 1740947 1 56 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
414236 Bacteria_16S 1747007 1747062 1 56 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

414236 Bacteria_16S 1759273 1759328 1 56 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

414236 Bacteria_16S 1768229 1768260 24 55 gi|219878359|ref|NR_025498.1| Sedimentibacter 


saalensis strain ZF2 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Sedimentibacter. 
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eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 
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m. 
ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025231.1 

2138615 214004 
omycetales; Pseu 
ref|NR_025224.1 
Pseudonocar 
NR_025221.1 


eae; 
ref 


race 
ref 


ae; Rubritep 
NR_025219.1 


ineae; Nocardiop 


h 


P 


a 


Paenibacillus 
9 Paenibacillus 


Sneathia sanguinegens 
ia sanguinegens 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
a 


e; Gordonia. 
Kibdelosporangium 

osporangium aridum 

seudonocardiaceae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Eubacterium sulci 
erium sulci Bacteria; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Anoxynatronum 
atronum sibiricum 


Amycolatopsis 
1 Amycolatopsis 


donocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 
Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


ref|NR_025213.1 


Pseudonocardia 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Pseudonocardia. 


mnivorum strain 
mnivorum Bacteri 


injiangense stra 
injiangense Bact 


mx xX POOF 


14236 Bacteria_16S 


14236 Bacteria_16S 
in AS 1.2749 16S ribosomal RNA, partia 
Flavobacteria; 
14236 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 


2180563 2180618 1 


AS 1.2747 16S ribosomal RNA, partial sequence 
Flavobacteria; 


Bacteroidetes; 
2182079 21821341 


a; 


Bacteroidetes; 
2233580 2233635 1 


eria; 


56 


56 


56 


Flavobacteriale 


219857613|ref 


gi 


ND 


Ss; 
219857612|ref 


1 sequence 


gi 


ND 


Fl 
gi|219857577 


22324 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


strain KS9 16S ri 


4 
lutaoensis strain 
Bacteria; Proteob 


414236 Bacteria_16S 


2253377 2253432 1 


2303585 2303640 1 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


strain DSM43926 1 


strain A290 16S r 
Actinomadura. 


NRRL B-24104 16S 


sulfonivorans str 
Bacteria; Proteob 
4 
chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


414236 Bacteria_16S 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


414236 Bacteria_16S 
ain QSSC9-3 16S ribosomal RNA, partial 
Flavobacteria; 


sublithincola str 
sublithincola Bac 


414236 Bacteria_16S 
ATCC 700640 16S ribosomal RNA, partial 
Lactobacillales; 


orisratti strain 
orisratti Bacteri 


414236 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


414236 Bacteria_16S 


berrensis strain 
Bacteria; Firmicu 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


414236 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


414236 Bacteria_16S 


strain SMCC W459 

Firmicutes; Clost 
4 
thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


strain DSM 43194 


414236 Bacteria_16S 


414236 Bacteria_16S 


tes; 
414236 Bacteria_16S 


14236 Bacteria_16S 


2306673 2306728 1 


Tsukamurella. 
2309719 2309774 1 


2311225 23112801 


2342907 2342962 1 


2350430 2350485 1 


2400553 2400608 1 


2409749 2409804 1 


2423701 24237641 


teria; Bacteroidetes; 
2496081 2496136 1 


Firmicutes; 
2506646 2506701 1 


a; 


2508168 2508223 1 


Clostridia; 
2511226 2511281 1 


2573026 2573081 1 


s Bacteria; Firmicutes; 
2599257 2599312 1 


ridia; Clostridiales; 
2609963 2610018 1 


2611536 2611591 1 


56 


bosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
14236 Bacteria_16S 
T5054 16S ribosomal RNA, partial sequence 23024 
acteria; Gammaproteobacteria; Alteromonadales; 
414236 Bacteria_16S 
in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 


56 


56 


56 


6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


56 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


56 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


56 


ain S1 16S ribosomal RNA, partial sequence 23493 
acteria; Alphaproteobacteria; Rhizobiales; 
14236 Bacteria_16S 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


56 


56 


90002 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


64 


56 


56 


16S ribosomal RNA, partial sequence 2505486 25069 
ammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


56 


CTT3 16S ribosomal RNA, partial sequence 
Clostridiales; 


56 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


56 


s strain SR3 16S ribosomal RNA, partia 


Clostridia; 
56 


16S ribosomal RNA, partial sequence 2598095 25994 
Peptococcaceae; 


56 


n N1165 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 
414236 Bacteria_16S 


56 


16S ribosomal RNA, partial sequence 2610373 26118 


compl 


Streptococcaceae; 


Clostridiaceae; 


gi|219857564 
2252243 22536 


ref 


219857528 |ref 


gi 


219857525|ref 
ete sequence 
Actinomyceta 


gi 


219857523 |ref 


gi 


Streptosporangineae; 


gi| 219857522 
2310109 23115 


ref 


gi| 219857500 
2341772 23432 


ref 


219857494 |ref 


gi 


219857460 
sequence 


gi ref 


Rhizobiales; Hyph 
gi|219857454|ref|NR_025042.1 
24085 


Streptos 


219857443 
sequence 
lavobacteriale 
219857386 |ref 
sequence 


gi ref 
F 
gi 


st 


gi| 219857373 |ref 


219857372 
25070 


gi ref 
Ther 
219857370|ref 
25100 


Streptos 


gi 
es; 
219857286 
1 sequence 


Clostridiale 
gi|219857269 


gi ref 
s; C 
ref 


Desulfotomacul 
gi|219857259|ref 
Actinomycetal 


219857258 |ref 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


414236 Bacteria_16S 


2613063 2613118 1 


56 


219857257 |ref 


gi 


179421 21808 
F 


180937 21824 
avobacteriales; 


96 Nocardiopsis 
Streptosporangineae; 


04 2303932 Marino 
Alteromonadaceae; 


29 Actinomadura 
Streptosporangineae; 


35 2350745 Hypho: 
Hyphomicrobiaceae; 


2399427 24008 
77 2410105 Strept 


2422553 24239 


2494920 24962 


00 2508520 Thermo 
mohalobacter. 


68 2511541 Nocard 


2571864 25733 


2608828 26103 


NR_025202.1 
8 


NR_025201.1 
0 


NR_025165.1 


NR_025152.1 


Nocardiop 
NR_025116.1 


NR_025113.1 
230551 
les; Coryneb 


NR_025111.1 


NR_025110.1 
Thermomon 
NR_025088.1 


Pseudonocar 
NR_025082.1 


Hy 
NR_025048.1 
7 


porangineae 


NR_025031.1 
9 
s; Flavobact 
NR_024974.1 
5 
reptococcus. 
NR_024961.1 


Alkali 
NR_024960.1 


NR_024958.1 
porangineae; 


NR_024917.1 
7 
lostridiacea 
NR_024900.1 


um. 
NR_024890.1 
2 


es; Pseudono 


NR_024889.1 


Pseudonocar 


lavobacteriaceae; 


Flavobacteriaceae; 


Flavobacterium 
6 Flavobacterium 
Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
Flavobacterium. 
Gordonia namibiensis 


22 2233905 Gordonia namibiensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Marinobacter 

bacter lutaoensis 
Marinobacter. 
Tsukamurella 

7 2307028 Tsukamurella 

acterineae; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Crossiella equi strain 


43 Crossiella equi Bacteria; 
Pseudonocardineae; 


diaceae; Crossiella. 
Hyphomicrobium 


microbium sulfonivorans 


phomicrobium. 
Hyphomicrobium 

3 Hyphomicrobium 

omicrobiaceae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Streptococcus 
6 Streptococcus 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Thermohalobacter 
halobacter berrensis 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Clostridium 

7 Clostridium 

e; Clostridium. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 


NR_024888.1 


Amycolatopsis alba 


strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 


4 
strain ACAM 81 16 
acteroidetes; Fl 


arasanguinis str 
arasanguinis ATC 


anguinis strain 
anguinis Bacteri 


imicola strain §S 
acteria; Bactero 


Sep OPA BOD BW 


alaysiensis stra 
malaysiensis Bact 
Streptosporangiac 
4 
sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


strain JCM 9373 1 
Planomonospora. 
terrae strain IFO 


Bacteria; Actinob 
Actinokineospora. 


414236 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


414236 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


414236 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


414236 Bacteria_16S 


strain JCM 3166 1 
Actinobacteria; A 
Planobispora. 


414236 Bacteria_16S 


parontospora subs 


Actinomycetales; 


414236 Bacteria_16S 


strain SJS0289-JS 
Actinobacteria; A 


414236 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


414236 Bacteria_16S 


strain IFO 16068 
Actinobacteria; A 
4 
strain 441-1 16S 


Proteobacteria; G 


414236 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


414236 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


414236 Bacteria_16S 


strain 7 16S ribo 
Clostridia; Clost 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


Planomonospora parontospora subsp. 


14236 Bacteria_16S 


2632981 2633036 1 56 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
2664708 2664763 1 56 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2666270 2666325 1 56 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2742889 2742944 1 56 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2751642 2751697 1 56 gi 
in H47-7 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
eae; Microtetraspora. 

2753138 2753193 1 56 gi 
JCM 9374 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
eae; Planomonospora. 
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gi 
ct 


ia 
il 
se 


oc 


ce 
S; 


56 gi 


Strept 
2760690 2760745 1 56 gi 

15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


2778909 2778972 1 64 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2781844 2781899 1 56 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2819472 2819527 1 56 gi 
ain JCM 3167 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
eae; Planomonospora. 

2820965 2821020 1 


eq 
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e; 


56 gi 


ctinobacteridae; Actinomycetales; Strept 
2822459 2822514 1 56 gi 
p- antibiotica strain JCM 3094 16S ribos 
Streptosporangineae; Streptosporangiac 
2906819 2906874 1 56 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2925279 2925334 1 56 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2955311 2955366 1 56 


ea 


ne 


Streptococ 


gi 


ctinobacteridae; Actinomycetales; Cory 
2993373 2993427 1 56 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3002608 3002663 1 56 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3023676 30237311 56 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 
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ne 


io 


ne 
vi 


1 
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56 gi 


ridiales; Clostridiaceae; Clostridium. 
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219857151 
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219856910 
6S ribosomal RNA, partial sequence 2819828 28212 
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219846901 
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eriaceae 
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ref|NR_024779.1 

2752000 275344 
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ence 
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cet 4 


ref|NR_024778.1 


osporangineae; Streptosp 


ref|NR_024774.1 
56 2761026 Actino 
donocardineae; 
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es; Pseu 


ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref|NR_024757.1 


uence 
illaceae 


richaceae; Thiothrix. 
ref |NR_024732.1 
sequence 2818334 281977 


Actinomycetales; Strept 


ref|NR_024731.1 
70 Planobispora 
ineae; Streptos 


osporang Pp 


ref 
omal RNA, pa 


NR_024730.1 
rtial sequen 
e; Planomonospora. 
ref|NR_024671.1 
66 2907143 Willia 
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ref |NR_024659.1 
69 Streptococcus 


29056 
bacterin 


cus. 
ref |NR_024639.1 
Gordoniacea 
NR_026520.1 


bacterineae; 


ref 
nellaceae; Legionella. 
ref|NR_026514.1 
e 3001433 3002946 Brevib 
bacillus. 
ref|NR_026500.1 

3022528 302398 
tinomycetales; C 


sequence 
idae; Ac 


ref 
ridi 


NR_026493.1 
um indolis B 


3040404 3040459 1 


56 gi 


219846896 


ref 


Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 
m. 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Streptococcus 
8 Streptococcus 


Flavobacterium 
acterium limicola 
obacterium. 

Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 


Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Paenibacillus 
8 Paenibacillus 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Streptococcus peroris 
peroris Bacteria; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Legionella brunensis 


81 Legionella brunensis Bacteria; 


Brevibacillus 
acillus thermoruber 


Gordonia 
4 Gordonia 


orynebacterineae; 


Clostridium indolis 
acteria; Firmicutes; 


Gordonia alkanivorans 


NR_026488.1 


strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


414236 Bacteria_16S 3049611 3049674 1 64 gi| 219846889 |ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

414236 Bacteria_16S 3124847 3124902 1 56 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

414236 Bacteria_16S 3126336 3126391 1 56 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 3125234 3126653 Hyphomicrobium 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

414236 Bacteria_16S 3127805 3127860 1 56 gi| 219846837 |ref|NR_026429.1| Hyphomicrobium 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3126704 3128141 Hyphomicrobium 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
414236 Bacteria_16S 3129293 3129348 1 56 gi|219846836|ref|NR_026428.1| Hyphomicrobium 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

414236 Bacteria_16S 3158116 31581711 56 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

414236 Bacteria_16S 3235414 3235468 1 55 gi|219846764|ref|NR_026356.1| Thermosyntropha 
lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 

414236 Bacteria_16S 3247605 3247660 1 56 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

414236 Bacteria_16S 3250510 3250565 1 56 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 
strain DSM 43678 16S ribosomal RNA, partial sequence 3249381 3250829 Nonomuraea salmonea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
414236 Bacteria_16S 3252010 3252065 1 56 gi|219846753|ref|NR_026345.1| Microtetraspora glauca 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

414236 Bacteria_16S 3253508 3253563 1 56 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

414236 Bacteria_16S 3255005 3255060 1 56 gi|219846751|ref|NR_026343.1| Actinomadura madurae 


strain DSM 43067 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

414236 Bacteria_16S 3261048 3261103 1 56 gi| 219846747 |ref|NR_026339.1 
dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, partial sequen 


Actinomycetales; 


414236 Bacteria_16S 


australicum strai 
australicum Bacte 


414236 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


414236 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


414236 Bacteria_16S 


strain B 16S ribo 
Clostridia; Clost 


414236 Bacteria_16S 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
414236 Bacteria_16S 


strain DSM 44140 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


414236 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 
4 


Nocardiopsis dassonvillei subsp. 


14236 Bacteria_16S 


3369134 3369189 1 56 gi 
DSM 44127 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Streptosporangium. 

3370632 3370687 1 56 gi 
M 44125 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
eae; Streptosporangium. 
3372129 3372184 1 


56 gi 


16S ribosomal RNA, partial sequence 3253877 32553 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
3264046 3264101 1 56 gi| 219846745 |ref|NR_026337.1 
n IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 326438 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicr 
3297512 3297567 1 56 gi| 219846723 |ref|NR_026315.1 
M 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudo 
tes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivib 
3299039 3299094 1 56 gi|219846722|ref|NR_026314.1 
strain S5a36 16S ribosomal RNA, partial sequence 3297885 329934 
Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 
3302079 3302134 1 56 gi|219846720|ref|NR_026312.1 
somal RNA, partial sequence 3300930 3302411 Blautia schinkii Bact 
ridiales; Blautia. 
3321813 3321868 1 56 gi|219846705|ref|NR_026297.1 


nebac 


se 
Ac 


que 
tin 


ue 
in 


nce 
omy 


album strain DSM 43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangium 


219846671 


219846670 


219846669 


terineae; Gordoniacea 
ref |NR_026263.1 
3368004 336944 


tales; Streptosp 


nce 
omyce 


ref|NR_026262.1 
3369499 337094 


cetales; Streptospora 


21 Actinomadura madurae Bacteria; 


osporaceae; 


Nocardiopsis 
ce 3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 

2 Blautia 


Blautia schinkii 
eria; Firmicutes; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Streptosporangium 

8 Streptosporangium 

orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


ref|NR_026261.1 
3370999 3372445 Strept 
Streptosporangineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


strain DSM 44015 
Bacteria; Actinob 


strain DSM 2062 1 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


3379759 3379814 1 56 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


3381286 3381341 1 56 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 
3394814 3394869 1 56 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


strain DSM 20425 


414236 Bacteria_16S 


3503239 35032941 56 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


celerecrescens st 
celerecrescens Ba 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


apsheronum strain 
Bacteria; Proteob 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 


strain FD 25934 1 
Actinomadura. 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


strain IFO 14679 
Actinomadura. 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


strain IFO 14097 
Actinobacteria; A 


strain IFO 14525 
Actinobacteria; A 
4 
strain IFO 14345 
Actinobacteria; A 


4 
niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 
4 
strain T/457 16S 
Actinobacteria; A 
Microtetraspora. 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


3580934 3580989 1 56 


gi 
Bacteria; Proteobacteria; Alphaproteo 


3599474 3599529 1 56 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3605647 3605702 1 56 gi 
ATCC 33612 16S ribosomal RNA, partial 

612 Bacteria; Bacteroidetes; Flavobact 


3699548 3699602 1 55 gi 
1105 16S ribosomal RNA, partial seque 


3725142 3725197 1 56 gi 
rain A-184 16S ribosomal RNA, partial 


Actinomadura. 
3728055 3728110 1 


ae; 
56 gi 
Stre 


3729510 3729565 1 56 gi 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
ae; Actinomadura. 
3730967 3731022 1 56 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 


3732423 3732478 1 56 


gi 
Stre 


3733885 3733940 1 56 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 


3736809 3736864 1 56 


gi 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3738270 3738325 1 56 


Stre 
gi 


ctinobacteridae; Actinomycetales; 
3739735 3739790 1 56 


ctinobacteridae; Actinomycetales; Stre 
3741199 3741254 1 56 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3742662 3742717 1 56 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


Stre 


3744126 3744181 1 56 


gi 


strain RB-3 16S ribosomal RNA, partia 


acteria; Deltaproteobacteria; Desulfov 


cteria; Actinobacteria; Actinobacterid 


eq 
a; 


al 


oc 


oc 


1 
ba 


al 


id 


se 


er 


ne 


ib 


se 
ae 


6S ribosomal RNA, partial sequence 3726957 372 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 


1 
id 


se 
Ac 


16S ribosomal RNA, partial sequence 3731323 373 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 


eq 


, 


pt 


pt 


pt 


ce 
al 


pt 


219846663 


219846662 
219846649 
6S ribosomal RNA, partial sequence 3393663 33951 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 


219846522 


219846508 


219846503 


219846437 


219846418 


219846416 


219846415 


219846414 


219846413 


219846412 


219846410 
16S ribosomal RNA, partial sequence 3735706 37371 


219846409 
16S ribosomal RNA, partial sequence 3737165 37385 


219846408 
16S ribosomal RNA, partial sequence 3738628 37400 


219846407 


219846406 
3741557 37429 


219846405 


NR_026255.1 
3378593 338009 
vibrionales; s 


uence 
Desulfo 


ref |NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref |NR_026241.1 


33801 


es; Cory 


, Br 
ref 


evibacteriac 
NR_026166.1 


occineae 


; Brevibacteriac 
ref|NR_026114.1 

3579840 358126 
Rhodospirillales 


occineae 


sequence 
cteria; 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026095.1 

3604483 360597 
obacteriales; Fl 


sequenc 
iales; C 


quence 
ia; Flav 


ref|NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_026009.1 

3724040 372545 
mycetales; Strep 


e 36983 
rionales 


quence 
Acti 


: no 


ref |NR_026007.1 
59 Actinomadura 
ineae; Thermomo 


83 


osporang n 
ref|NR_026006.1 
3728410 372981 


nomycetales; Str 


sequen 
ae; Ac 


ce 
ti 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


quence 
tinomyce 
ref |NR_026004.1 
27 
osporangineae; Thermomon 
ref|NR_026003.1 

3732782 373419 


cetales; Strepto 


uence 


Actinomy 


ref|NR_026001.1 


inea 
ref 


e; Streptosp 
NR_026000.1 


osporang 


inea 
ref 


e; Streptosp 
NR_025999.1 


osporang 


ineae; Streptosp 
ref |NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


osporang 


37400 


es; Stre 


ref|NR_025997.1 


osporangineae; Streptosp 


ref 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 

Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Roseococcus 

5 Roseococcus 

Acetobacteraceae; 


v 


Clostridium 
6 Clostridium 
lostridium. 
Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 

Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


31 Actinomadura coerulea Bacteria; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


NR_025996.1 


Nonomuraea ferruginea 


strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 


Actinobacteria; A 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosp 


orangiaceae; Nonomuraea. 


strain 104 


strain IFO 13155 


strain IFO 14745 


414236 Bacteria_16S 


3745592 3745647 1 56 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


3747050 3747105 1 56 


3748513 3748568 1 56 


3810353 3810408 1 55 


complete sequence 


3843858 3843913 1 56 


gi|219846404 
3744485 37458 


gi| 219846403 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


gi|219846402 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 
strain B62 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
414236 Bacteria_16S 


gi| 219846356 
3809177 38107 


gi| 219846333 


hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 


hibernum Bacteria; 


strain ATCC 29800 


Bacteroidetes; Bacteroidia; 
414236 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bacteroidetes; 
414236 Bacteria_16S 


Bl 16S ribosomal RNA, 
Clostridia; 
414236 Bacteria_16S 


3865033 3865087 1 55 


16S ribosomal RNA, partial sequence 
Rikenellaceae; 


Bacteroidales; 
3880364 3880419 1 56 


Clostridiales; 
3881938 3881993 1 56 


Flavobacteria; 


Flavobacteriales; Flavobacteriaceae; 


gi| 219846319 
38638 


gi| 219846309 


complete sequence 3879197 38807 
Clostridiaceae; Caloramator. 


gi| 219846308 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


thermocopriae Bacteria; 
Thermoanaerobacter. 
414236 Bacteria_16S 


strain IFO 15474 
Herbidospora. 


salexigens strain 
Bacteria; 


strain GB8-1 16S 
Firmicutes; 


Firmicutes; 


permense Bacteria; 
Brevibacterium. 


414236 Bacteria_16S 
WS 68 16S ribosomal RNA, partial sequence 39698 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae 
414236 Bacteria_16S 


414236 Bacteria_16S 


Firmicutes; Clostridia; 


3901930 3901985 1 56 


3970916 3970971 1 56 


4086528 4086582 1 55 


ribosomal RNA, partial sequence 
Clostridia; 
414236 Bacteria_16S 

strain MB 1871 16S ribosomal RNA, partial 
Bacillales; 
414236 Bacteria_16S 

permense strain VKM Ac-2280 16S ribosomal 


Clostridiales; 
4105956 4106011 1 56 


Paenibacillaceae; 
4113562 41136171 56 


4170312 4170367 1 56 


sequence 
Paenibacillus. 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermoanaerobacterales; 


gi|219846294 


16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846245 


gi|219846162 
4085324 40868 


Syntrophomonadaceae; Syntrophomonas. 


gi|219846149 
4104804 41063 


gi| 219846142 


gi|219846100 


strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 41706 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
414236 Bacteria_16S 


4211291 42113461 56 


gi|219846068 


algeriensis strain SA 233 16S ribosomal RNA, partial sequence 


algeriensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; 
414236 Bacteria_16S 


Saccharothrix. 


4218938 4218993 1 56 


Actinomyc 


gi|219846062 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 


nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
414236 Bacteria_16S 


strain Y12-2 16S 


strain Y10-2 16S 


Actinomadura. 


4226583 4226646 1 64 


ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; 
414236 Bacteria_16S 


Flavobacteriales; 
4228055 4228118 1 64 


ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; 
414236 Bacteria_16S 


Flavobacteriales; 
4229527 4229590 1 64 


strain SW49 16S ribosomal RNA, partial sequence 


Bacteroidetes; Flavobacteria; 
414236 Bacteria_16S 


Flavobacteriales; 


17676 17730 1 55 


strain L532 16S ribosomal RNA, partial sequence 


Firmicutes; 


Firmicutes; 


Lactobacillales; 
414236 Bacteria_16S 
strain 1502-91 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; 
414236 Bacteria_16S 
strain SS 1019 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


Lactobacillaceae; 


28364 28418 1 55 


gi|219846051 
4225434 42268 
Flavobacteriaceae 
gi| 219846050 
4226906 42283 
Flavobacteriaceae 
gi|219846049 
4228378 42297 
Flavobacteriaceae 
gi| 265679052 
16478 18031 


Lactobacillus. 


gi| 265679045 
27210 28718 


Flavobacteriales; Flavobacteriaceae 
31533 31587 1 55 gi| 265679043 
30363 31864 

Facklamia. 


Streptosporangineae; 


Streptosporangineae; 


Streptosporangineae; 


Alistipes. 


Streptosporangineae; 


Actinomycetales; 


ref|NR_025995.1| Nonomuraea fastidiosa 
96 Nonomuraea fastidiosa Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_025994.1| Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_025993.1| Nonomuraea africana 
20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
Pseudomonas. 
ref|NR_025923.1| Flavobacterium 

3842717 3844177 Flavobacterium 
Flavobacterium. 
ref|NR_025909.1| Alistipes putredinis 
52 3865319 Alistipes putredinis Bacteria; 


ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 


ref|NR_025898.1| Thermoanaerobacter 
3880766 3882287 Thermoanaerobacter 
Thermoanaerobacteraceae; 


ref|NR_025884.1| Herbidospora cretacea 
68 Herbidospora cretacea Bacteria; 
Streptosporangiaceae; 


ref|NR_025835.1| Rhodothalassium 
17 3971134 Rhodothalassium salexigens 
; Rhodothalassium. 


ref|NR_025752.1| Syntrophomonas curvata 
82 Syntrophomonas curvata Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


ref |NR_025739.1 
11 Paenibacillus 


ref|NR_025732.1| Brevibacterium 
4112427 4113885 Brevibacterium 
Micrococcineae; Brevibacteriaceae; 


ref|NR_025690.1| Marinobacter excellens 
64 Marinobacter excellens Bacteria; 
Marinobacter. 

ref|NR_025658.1| Saccharothrix 

4210162 4211590 Saccharothrix 

etales; Pseudonocardineae; 


ref|NR_025652.1| Actinomadura 
4217823 4219291 Actinomadura 
Streptosporangineae; 


ref|NR_025641.1| Aequorivita crocea 
55 Aequorivita crocea Bacteria; 
; Aequorivita. 
ref|NR_025640.1| Aequorivita lipolytica 
27 Aequorivita lipolytica Bacteria; 
; Aequorivita. 
ref|NR_025639.1| Aequorivita antarctica 
99 Aequorivita antarctica Bacteria; 
; Aequorivita. 


ref|NR_029360.1| Lactobacillus perolens 
Lactobacillus perolens Bacteria; 
ref |NR_029353.1| Coenonia anatina 


Coenonia anatina Bacteria; 
; Coenonia. 
ref|NR_029351.1| Facklamia sourekii 


Facklamia sourekii Bacteria; 


414236 Bacteria_16S 40369 40423 1 55 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

414236 Bacteria_16S 52684 52738 1 55 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

414236 Bacteria_16S 61793 61847 1 55 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

414236 Bacteria_16S 76774 76836 1 63 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

414236 Bacteria_16S 79677 79731 1 55 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

414236 Bacteria_16S 81177 81231 1 55 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

414236 Bacteria_16S 88688 88742 L 55 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
414236 Bacteria_16S 101036 101090 1 55 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

414236 Bacteria_16S 151231 151285 1 55 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 183260 183314 1 55 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
strain 6VI 16S ribosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

414236 Bacteria_16S 186398 186452 1 55 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

414236 Bacteria_16S 204861 204915 1 55 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

414236 Bacteria_16S 220367 220421 1 55 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

414236 Bacteria_16S 232315 232369 1 55 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

414236 Bacteria_16S 306785 306839 3 57 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

414236 Bacteria_16S 312917 312971 1 55 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

414236 Bacteria_16S 321880 321934 1 55 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 345090 345144 1 55 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

414236 Bacteria_16S 346650 346704 1 55 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

414236 Bacteria_16S 351032 351086 1 55 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

414236 Bacteria_16S 365825 365879 1 55 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

414236 Bacteria_16S 388584 388638 1 55 gi|265678796|ref|NR_029101.1]| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

414236 Bacteria_16S 411718 411772 1 55 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

414236 Bacteria_16S 425647 425701 1 55 gi|265678771|ref|NR_029076.1| Formosa algae strain 


F89 16S ribosomal RNA, partial sequence 
Flavobacteria; Flavobacteriales; 


424476 425990 Formosa algae Bacteria; Bacteroidetes; 


Flavobacteriaceae; 


Formosa. 


414236 Bacteria_16S 453413 453467 1 55 gi| 265678752 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 
Firmicutes; Bacillales; Macrococcus. 

414236 Bacteria_16S 455012 455066 1 55 gi| 265678751 
strain R 16086 16S ribosomal RNA, complete sequence 453819 45536 
Firmicutes; Bacillales; Macrococcus. 

414236 Bacteria_16S 474774 474828 1 55 gi| 265678735 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococca 
414236 Bacteria_16S 476311 476365 1 55 gi| 265678734 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillacea 
414236 Bacteria_16S 477684 477738 1 55 gi| 265678733 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
414236 Bacteria_16S 493190 493244 1 55 gi| 265678723 


strain R65 16S ri 
roteobacteria; G 


alichoeri strain 
alichoeri Bacter 


train Sd/3 16S r 
irmicutes; Bacil 


PAN POD Bt 


strain Tf 16S rib 
Firmicutes; Bacil 
4 
devriesei strain 
devriesei Bacteri 


contaminans strai 
contaminans Bacte 


strain IDA1967 16 
Firmicutes; Bacil 


nepalensis strain 
Bacteria; Firmicu 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


strain V2-BIII-A2 
Firmicutes; Bacil 


mesophilus strain 
Bacteria; Bactero 
4 
picturae strain R 
Bacteria; Firmicu 


sychrophilum str 
sychrophilum Bac 


4 
Pp 
Pp 
4 


strain GraTa 2 16 
Fusobacteria; Fus 


414236 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 
4 
rhizophila strain 
acteria; Proteob 


B 
4 
pinnipedialis str 
pinnipedialis Bac 
4 
strain WoG13 16S 

Firmicutes; Clost 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


bosomal RNA, partial sequence 


497779 497833 1 55 gi 
M512/02/1 16S ribosomal RNA, partial 
ia; Firmicutes; Lactobacillales; Strep 
502487 502541 1 55 gi 
ibosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
542030 542084 1 55 gi 
CW1l 16S ribosomal RNA, partial sequen 
tes; Bacillales; Staphylococcus. 
584533 584587 1 55 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


586029 586083 
16S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
602510 602564 1 55 gi 
2SM29 16S ribosomal RNA, partial sequ 
idetes; Flavobacteria; Flavobacteriale 
607103 607157 1 55 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
610175 610229 1 55 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 
626931 626985 1 55 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
633012 633066 1 55 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
639138 639192 1 55 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
661831 661885 1 55 gi 
ain A/G14/99/10 16S ribosomal RNA, par 
teria; Firmicutes; Bacillales; Jeotgal 
666438 666492 1 55 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


1 55 gi 
partial sequence 


Syntrophomonadac 


4 


14236 Bacteria_16S 


719225 719279 1 55 gi 


492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 


265678720 
sequence 
tococcacea 
265678717 


501307 50281 


lales; Bacillaceae; Bacillus. 

511579 511633 1 55 gi| 265678711 
osomal RNA, partial sequence 510382 51190 
lales; Bacillaceae; Geobacillus. 

513123 513177 1 55 gi| 265678710 
CCUG 47156 16S ribosomal RNA, partial sequence 
a; Firmicutes; Lactobacillales; Streptococcaceae 

526794 526848 1 55 gi| 265678701 
n R-16222 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxyb 

532850 532904 1 55 gi| 265678697 


531745 53318 


265678691 
ce 54086 


265678663 
equence 
ria; Rhodo 


265678662 
58488 


265678651 
ence 60134 
s; Flavoba 
265678647 
nce 60592 
cillus. 

265678645 
1 sequence 
ccaceae; P 
265678634 


625776 62729 


cter. 
265678629 


631874 63335 


Acetobacte 
265678625 
ence 63798 
nadales; X 
265678608 
tial seque 
icoccus. 

265678605 


665236 66673 


eae; Pelos 


ref|NR_029057.1 


ref|NR_029056.1 


ref |NR_029040.1 

473588 475066 
ceae; Enterococc 
ref |NR_029039.1 

475117 476512 
e; Lactobacillu 
ref |NR_029038.1 
occus yeei Bacte 
Ss. 
ref |NR_029028.1 
5 Marinobacter 
aceae; Marinobac 
ref |NR_029025.1 

496622 498127 
Streptococcu 
£|NR_029022.1 


n 


e; 
re 
1 


ref|NR_029016.1 


ref|NR_029015.1 
11957 513395 

; Streptococcus. 
ref|NR_029006.1 
525601 527141 
acillus. 


ref|NR_029002.1 


uo 


ref|NR_028996.1 
2 542331 Staphy 


ref |NR_028968.1 
583422 584837 
bacterales; Rhod 


ref |NR_028967.1 
8 586308 Bacill 


ref|NR_028956.1 
4 602854 Gelidi 
cteriaceae; Geli 
ref |NR_028952.1 
0 607435 Oceano 


ref|NR_028950.1 
609006 610485 
lanomicrobium. 
ref |NR_028939.1 


ref |NR_028934.1 
rium. 
ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028913.1 
nce 660668 


ref|NR_028910.1 


pora. 


265678569 


Ss. 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Enterococcus 
Enterococcus 
us. 
Lactobacillus 
Lactobacillus 
Paracoccus yeei strain 
ria; Proteobacteria; 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Streptococcus 
Streptococcus 


Bacillus indicus 


Bacillus indicus Bacteria; 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Streptococcus 
Streptococcus 


Anoxybacillus 
Anoxybacillus 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Staphylococcus 
lococcus nepalensis 


Paracoccus 
Paracoccus 
obacteraceae; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Gelidibacter 
bacter mesophilus 
dibacter. 
Oceanobacillus 
bacillus picturae 


Planomicrobium 
Planomicrobium 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Jeotgalicoccus 

662086 Jeotgalicoccus 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


ref |NR_028873.1 


Virgibacillus 


marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


PHD 


strain MOL361 16S 
Firmicutes; Erysi 


haemoperoxidus st 
haemoperoxidus Ba 


moraviensis strai 


Bacteria; Firmicu 


Bacillales; Bacil 


14236 Bacteria_16S 
ilvestris strain 
ilvestris Bacter 
14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


strain U 16S ribosomal RNA, partial sequence 839468 840930 Geoba 


414236 Bacteria_16S 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 86827 


731481 731535 1 55 


gi 
Firmicutes; Bacillales; 
799362 799416 1 55 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
831527 831581 1 55 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
833079 833133 1 55 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
840637 840691 1 55 gi 


ia; 
gi 


laceae; Geobacillus. 


867910 867964 1 55 


gi 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


4 
strain E6844 16S 
irmicutes; Lacto 


aldoxylosilyticu 
aldoxylosilyticu 


F 
4 
c 
c 
4 
Pp 
pseudoavium Bacte 
4 


cheerisanensis st 
cheerisanensis Ba 


Streptomycetaceae; 
414236 Bacteria_16S 


succinus subsp. s 


4 
satsumensis strai 
satsumensis Bacte 
4 
ryukyuensis strai 
ryukyuensis Bacte 


414236 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


414236 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


414236 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


414236 Bacteria_16S 


strain DF-32 16S 
Actinobacteria; A 
Microbispora. 


414236 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


414236 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


414236 Bacteria_16S 


iheyensis HTE831 

Bacteria; Firmicu 
4 
DSM 1552 16S ribo 
Firmicutes; Erysi 


414236 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


414236 Bacteria_16S 


ATCC BAA-548 16S 


14236 Bacteria_16S 
14236 Bacteria_16S 
14236 Bacteria_16S 


seudoavium strain 47-16 16S ribosomal RNA, partial seq 


14236 Bacteria_16S 


Staphylococcus succinus subsp. 
14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


898052 898106 1 55 

ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
958446 958500 1 55 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
963074 963128 1 55 gi 


gi 


Firmicutes; Lactobacillales; Ente 
969138 969200 3 65 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 

1019579 1019633 1 55 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


ria; 


v 


1033366 1033420 1 55 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1056230 1056284 1 55 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1089284 1089337 1 55 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1092369 1092423 1 55 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
1104310 1104364 1 55 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1108901 1108955 1 55 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


Lactobac 
gi 


Stre 


1118039 1118093 1 55 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1151244 1151298 1 55 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1155779 1155833 1 55 gi 
16S rib 
tes; Bacillales; Bacillaceae; 
1166454 1166508 1 55 
somal R 
pelotrichi; Erysipelotrichales; Erysi 
1177073 1177127 1 55 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
1181605 1181659 1 55 
ribosomal RNA, partial sequence 


gi 


Oceanoba 
gi 


Pp 
gi 


Clostr 
gi 


HR3-23 16S ribosomal RNA, partial seq 
Planococca 


798207 79971 


896853 89837 


succinus Bacteria; 


1091188 10926 


1103152 11046 


1107766 11092 


1116890 11182 


osomal RNA, partial sequence 1154576 11561 


NA, partial sequence 1165300 1166687 Clost 


1175949 11773 


265678561 
uence 

ceae; Soli 
265678513 


elotrichac 
265678492 
quence 

nterococca 
265678491 
nce 83188 
Enterococ 
265678486 


265678467 


anthomonad 
265678446 


cus. 
265678406 
ial sequen 
cillaceae; 
265678403 
uence 
rococcacea 
265678398 
equence 
ae; Actino 


265678365 
A, complet 


265678356 
sequence 
obacillace 
265678340 
uence 

ae; Parali 
265678317 
ence 10881 
nadales; P 
265678315 


illus. 
265678306 


mily XIII. 
265678303 


ptosporang 


265678297 
occus. 
253680756 
ence 11501 
rillales; 

253680753 


cillus. 
228720470 


elotrichac 
228718376 


idiaceae; 
228717635 


Firmicutes; 


ref|NR_028865.1 

730321 731827 
bacillus. 
ref|NR_028816.1 
4 Turicibacter 
eae; Turicibacte 
ref|NR_028795.1 

830324 831835 
ceae; Enterococc 
ref |NR_028794.1 
6 833394 Entero 
cus. 
ref 
oid 


NR_028789.1 
us uzenensis 
ref|NR_028770.1 
aceae; Xanthomon 


ref|NR_028748.1 
6 Enterococcus 


ref|NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref|NR_028705.1 

961894 963406 
e; Enterococcus. 
ref|NR_028700.1 

967981 96947 
mycetales; Stre 


~ 


Pp 


ref 
e se 


NR_028667.1 
quence 
Bacillales; 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028642.1 
1055053 105655 
obacillus. 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref |NR_028617.1 
88 Lactobacillus 


ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref|NR_028605.1 
07 Microbispora 
ineae; Streptosp 
ref |NR_028598.1 
82 Streptococcus 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_028001.1 


ref 
ridi 
eae. 
ref 


NR_027592.1 
um spiroform 


NR_027573.1 


Clostridium. 


ref 


Solibacillus 
Solibacillus 


Turicibacter sanguinis 


sanguinis Bacteria; 


Qe 
Enterococcus 
Enterococcus 
us. 
Enterococcus 
coccus moraviensis 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Enterococcus avium 


avium Bacteria; 


Geobacillus 
Geobacillus 


Enterococcus 
Enterococcus 


Kitasatospora 
Kitasatospora 
tomycineae; 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Lactobacillus 
0 Lactobacillus 
Ss. 
Paraliobacillus 
2 Paraliobacillus 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Lactobacillus algidus 
algidus Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Clostridium spiroforme 
e DSM 1552 Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Victivallis vadensis 


NR_027565.1 


Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 


1180467 1181922 Victivallis vadensis ATCC BAA-548 


strain 01-570-1 1 
irmicutes; Lacto 


F 
4 
limnophilus strai 
limnophilus Bacte 
4 
radiopugnans ATCC 
19172 Bacteria; D 


subsp. 
subsp. 


equorum st 
equorum Ba 


strain 2DT 16S ri 
Firmicutes; Bacil 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


subtilis s 
subtilis B 


subsp. 
subsp. 


schleiferi subsp. 
subsp. urealyticu 
apitis subsp. ur 


Cc 
Cc 


arnosus subsp. 


c 
4 
c 
carnosus subsp. 
4 


dysgalactiae subs 


Streptococcaceae; 


414236 Bacteria_16S 
14236 Bacteria_16S 
14236 Bacteria_16S 
19172 16S ribosomal RNA, partial sequ 
414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 
train DSM 10 16S ribosomal RNA, partia 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


1220782 1220836 1 55 gi 
bacillales; Carnobacteriaceae; Allofus 
1255513 1255567 1 55 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; 
1260014 1260068 1 


55 gi 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1302105 1302159 1 55 gi 


ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1312707 13127611 55 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 
1315835 1315889 1 55 gi 
acteria; Firmicutes; Bacillales; Bacil 
1318948 1319002 1 55 gi 
coagulans strain GA 211 16S ribosomal 


Staphylococcus schleiferi subsp. coagulans Bacteria; 
414236 Bacteria_16S 


1320490 1320544 1 55 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1322032 1322086 1 55 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 
1323572 1323626 1 55 gi 
p- dysgalactiae strain ATCC 43078 16S 


Streptococcus. 


strain HM-7 16S r 


ibosomal RNA, partial sequence 


Paenibaci 


219878362 


6S ribosomal RNA, partial sequence 1219617 12211 


tis. 

219857194 
sequence 
llaceae; 
219846811 
ence 12588 


einococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; D 
1294653 12947071 55 gi| 228715348 |ref|NR_027520.1 
rain PA 231 16S ribosomal RNA, partial sequence 1293463 129495 
cteria; Firmicutes; Bacillales; Staphylococcus. 
1297562 1297616 1 55 gi|219857534|ref|NR_025122.1 


1296399 12978 


219846639 


tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
losiruptor. 
1305215 1305269 1 55 gi|219846460|ref|NR_026051.1 


1304017 13055 
Thermoa 


Ss; 


228721465 
sequence 
eria; Xant 


228716557 
1 sequence 
laceae; Ba 
228715349 
RNA, part 


228715347 
artia 
ales; Stap 
228715346 
partial se 
es; Staphy 
228715345 
ribosomal 


414236 Bacteria_16S 1325124 1325178 1 55 gi|219878140|ref|NR_025279.1 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 132544 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; T 
Family III. Incertae Sedis; Caldicellulosiruptor. 

414236 Bacteria_16S 1370684 1370738 1 55 gi|228718299|ref|NR_027572.1 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 13709 

Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
414236 Bacteria_16S 1375271 1375325 1 55 gi|228717906|ref|NR_027568.1 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 

Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

414236 Bacteria_16S 1412701 1412755 3 57 gi|224581450|ref|NR_027234.1 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 14130 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Alg 
414236 Bacteria_16S 1420288 1420342 1 55 gi| 224581445 |ref|NR_027227.1 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 1429602 1429656 1 55 gi|224581439|ref|NR_027221.1 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 142992 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xant 
Lysobacter. 

414236 Bacteria_16S 1434223 1434277 1 55 gi|224581433|ref|NR_027215.1 
strain GD521 16S ribosomal RNA, partial sequence 1433051 14345 

Firmicutes; Bacillales; Staphylococcus. 

414236 Bacteria_16S 1448096 1448150 1 55 gi| 224581422 |ref|NR_027203.1 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogiba 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incer 
Mogibacterium. 

414236 Bacteria_16S 1464566 1464620 1 55 gi|224581410|ref|NR_027191.1 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. 


B 


Firmicutes; 


1 seq 


ref |NR_025501.1 


ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref |NR_026403.1 
78 1260346 Deinoc 


ref|NR_026231.1 


naerobacterales 
ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_027521.1 
ial sequence 


ref 
uenc 
hylo 
ref 
quen 
loco 
ref 
RNA, 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
ccus. 
NR_027517.1 
partial seq 


Bacillales; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Brevibacillus 
5 Brevibacillus 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 
Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Xanthomonas arboricola 

3 Xanthomonas arboricola 

thomonadaceae; 


Bacillus subtilis 
3 Bacillus subtilis 


Staphylococcus 

1317758 1319249 

Staphylococcus. 
Staphylococcus capitis 

0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Mogibacterium 
cterium neglectum 
tae Sedis; 


Incertae Sedis; 


Mogibacterium diversum 


1463419 1464873 Mogibacterium diversum Bacteria; 


Mogibacterium. 


414236 Bacteria_16S 1478171 1478225 1 55 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

414236 Bacteria_16S 1479744 1479798 1 55 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

414236 Bacteria_16S 1484320 1484382 3 65 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

414236 Bacteria_16S 1509870 1509924 1 55 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
414236 Bacteria_16S 1511449 1511503 1 55 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

414236 Bacteria_16S 1514320 1514374 1 55 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 1546314 1546376 3 65 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

414236 Bacteria_16S 1547829 1547891 3 65 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

414236 Bacteria_16S 1555293 1555347 1 55 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

414236 Bacteria_16S 1562710 1562764 1 55 gi|219846143|ref|NR_025733.1| Anoxybacillus 


kestanbolensis st 


kestanbolensis Bacteria; 


414236 Bacteria_16S 


Firmicutes; 
1586901 1586955 1 


rain K4 16S ribosomal RNA, partial sequence 
Bacillales; 


55 


LMG 22167 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 
414236 Bacteria_16S 
strain LMG 21727 
Firmicutes; 
414236 Bacteria_16S 
subsp. 
equi subsp. rumin 
414236 Bacteria_16S 


antarcticus strain EL-88 16S ribosomal RNA, partial seque 
antarcticus Bacteria; Proteobacteria; Alphaproteobacter 


Roseisalinus. 
414236 Bacteria_16S 


strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


irmicutes; Bacillales; 


14236 Bacteria_16S 


acteria; Firmicutes; 
14236 Bacteria_16S 

R-16300 16S ribos 
Bacillales; Bacil 
14236 Bacteria_16S 
R-15447 16S ribos 
acillales; Bacil 


rs 


B 

414236 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
414236 Bacteria_16S 
strain R-13291 16 
Proteobacteria; 
414236 Bacteria_16S 
strain R-10289 16 
Proteobacteria; 
414236 Bacteria_16S 


laceae; 


Lactobacillales; 


Bacillales; 


Bacillus. 
1588460 1588514 1 


1609979 1610033 1 


1611416 1611470 1 


1631055 1631109 1 


Bacillaceae; 


1635719 1635773 1 


1637181 1637235 1 


omal RNA, partial sequence 
laceae; 


Bacillus. 
1638672 1638726 1 


omal RNA, partial sequence 
laceae; 


Bacillus. 
1652357 1652411 1 


Firmicutes; 
1653891 1653945 1 


1655438 1655492 1 


1685913 1685967 1 


Firmicutes; 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococcaceae; 


ruminatorum strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; 


55 gi|219878486 
Enterococcus. 
55 gi| 219878470 
partial se 
Lactobacillales; St 
55 gi| 219878469 
nce 
ia; Rhodob 
55 gi| 219878456 


F 

4 

maitriensis strain S1 16S ribosomal RNA, partial sequence 
B Planococcaceae; 
4 


s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; 


55 gi| 219878453 
16345 

Planococcus. 
55 gi| 219878452 
1636012 1637452 Bacil 
55 gi|219878451 
1637503 1638932 Bacil 
55 gi|219878441 
partial se 
Bacillales; Bacillaceae; 
55 gi| 219878439 
1652728 16542 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; xX 


55 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; xX 


55 


strain 4-1 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 
414236 Bacteria_16S 
rifietoensis stra 
Bacteria; Firmicutes; 
414236 Bacteria_16S 


Bacillales; 


Bacillaceae; 
1690464 1690518 1 


1702895 1702949 1 


Bacillus. 


55 


in M8 16S ribosomal RNA, partial 
Planococcaceae; 


55 


karajensis strain MA-2 16S ribosomal RNA, partial 


Bacteria; Firmicutes; 


Bacillales; 


Bacillaceae; 


Hal 


Bacill 


aceae; Ano 
gi|219878487 
1585730 15872 


anthomonad 
gi|219878438 
1654275 16557 
anthomonad 
gi|219878418 
1684753 16861 


gi| 219878414 
sequence 16892 
Planococcus. 


1561538 15629 
xybacillus. 

ref |NR_025626.1 
33 Bacillus humi 


13 Anoxybacillus 


Bacillus humi strain 
Bacteria; Firmicutes; 


ref|NR_025625.1 
92 Enterococcus 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025609.1 
quence 160886 
reptococcaceae; 
ref|NR_025608.1| Roseisalinus 
1610323 1611743 Roseisalinus 
acterales; Rhodobacteraceae; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 


ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


Planococcus 
occus maitriensis 


ref|NR_025592.1 
30 1635961 Planoc 


Bacillus soli strain 
a; Firmicutes; 


ref 
lus 


NR_025591.1 
soli Bacteri 


Bacillus vireti strain 
ria; Firmicutes; 


ref 
lus 


NR_025590.1 
vireti Bacte 


Bacillus 
2 1652677 Bacillus 


ref 
quen 


NR_025580.1 
ce 165119 
Bacillus. 
ref|NR_025578.1| Thermomonas brevis 
24 Thermomonas brevis Bacteria; 
aceae; Thermomonas. 

ref|NR_025577.1| Thermomonas fusca 
71 Thermomonas fusca Bacteria; 
aceae; Thermomonas. 

ref|NR_025557.1| Bacillus aeolius 
55 Bacillus aeolius Bacteria; 


gi| 219878406 
sequence 17017 
obacillus. 


ref|NR_025553.1] Planococcus 
86 1690816 Planococcus rifietoensis 
ref|NR_025545.1| Halobacillus 


02 1703230 Halobacillus karajensis 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


strain ATCC 19645 
Firmicutes; Lacto 


strain LMG 18422 
irmicutes; Bacil 


F 
4 
carmonensis strai 
carmonensis Bacte 
4 
decolorationis st 
decolorationis Ba 


necropolis strain 
necropolis Bacter 


antarcticus strai 
antarcticus Bacte 
4 
LMG 19981 16S rib 
Proteobacteria; G 


strain DSM 10404 
Bacteria; Firmicu 


strain VenChi2 16 
Fusobacteria; Fus 


paraplantarum str 
paraplantarum Bac 


strain DSM 497 16 
Firmicutes; Bacil 


strain M577-94 16 
Firmicutes; Lacto 
4 
haemolytica strai 
haemolytica Bacte 
Thermomonas. 


sulfidifaciens st 
sulfidifaciens Ba 
4 
strain DSM 9172 1 
Firmicutes; Lacto 


strain 3S-1 16S r 
Firmicutes; Bacil 
4 
strain DSM 11713 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
414236 Bacteria_16S 1893204 1893258 1 55 gi 
psychrotolerans strain DSM 11706 16S ribosomal RNA, par 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacil 
414236 Bacteria_16S 1903797 1903851 1 55 gi 
CIP 106764 16S ribosomal RNA, partial sequence 


Firmicutes; Lacto 
414236 Bact 
strain DSM 12654 
Firmicutes; Bacil 
414236 Bact 
strain LMG 18435 


Firmicutes; Bacil 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


eria_16S 


eria_16S 


1742429 1742483 1 55 gi 
SM 11806 16S ribosomal RNA, partial se 
; Proteobacteria; Gammaproteobacteria; 
m. 

1745546 1745600 1 55 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1753071 1753125 1 55 gi 

lales; Bacillaceae; Bacillus. 

1790754 1790808 1 55 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1802958 1803012 1 55 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1804525 1804579 1 55 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1809152 1809206 1 55 gi 
n CMS 26o0r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1815262 1815316 1 55 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
1824494 1824548 1 55 gi 
16S ribosomal RNA, complete sequence 
tes; Bacillales; Bacillaceae; Halobaci 
1832053 1832107 1 55 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1841259 1841313 1 55 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1842800 1842854 1 55 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1844363 18444171 55 

S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; Isobacu 
1850462 1850516 1 55 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


1854883 1854937 1 55 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; Lactobacillales; A 
1857836 1857890 1 55 gi 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 
1871627 1871681 1 55 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


1891683 1891737 1 55 gi 


Facklamia. 
55 gi 


bacillales; Aerococcaceae; 
1912493 1912547 1 


Ureibacillus. 
55 gi 


lales; Planococcaceae; 


1941470 1941524 1 


lales; Bacillaceae; Bacillus. 


414236 Bact 


eria_16S 


1946179 1946233 1 55 


16S ribosomal RNA, partial sequence 1751903 17534 


1814099 18155 


1830898 18324 


1841624 18431 


1843183 18446 


6S ribosomal RNA, partial sequence 1856650 18581 


1870444 18719 


16S ribosomal RNA, partial sequence 1890504 18919 


1902626 19040 


16S ribosomal RNA, partial sequence 1911333 19128 


16S ribosomal RNA, partial sequence 1940300 19418 


219878379 
quence 
Aeromonad 


219878377 

17443 

occus. 
219878372 


219878342 
sequence 
ae; Virgib 
219878334 
ial sequen 
aceae; Bac 
219878333 
sequence 
e; Virgiba 
219878330 
sequence 
aceae; Pla 
219878326 


anthomonad 
219878320 

18233 

llus. 
219878315 


cter. 

219878308 
al sequenc 
ctobacilla 
219878307 


219878306 


lum. 
219878302 
equence 

ia; Xantho 


v 


219878298 
tial seque 
erococcace 
219878296 


occus. 
219878287 


219878270 


219878269 
tial seque 
laceae; Ba 
219878261 


219878255 


219878234 


219878231 


gi 


ref|NR_025518.1 
1741287 174278 
ales; Succinivib 


Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


v 


ref|NR_025516.1 
69 1745812 Strept 


Streptococcus ratti 
ococcus ratti Bacteria; 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


Virgibacillus 
7 Virgibacillus 


ref|NR_025481.1 
1789570 179108 
acillus. 
ref |NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025472.1 
1803341 180486 
cillus. 
ref|NR_025469.1 
1807983 180946 
nococcus. 
ref|NR_025465.1| Fulvimonas soli strain 
95 Fulvimonas soli Bacteria; 
aceae; Fulvimonas. 
ref|NR_025459.1| Halobacillus trueperi 
01 1824836 Halobacillus trueperi 


Bacillus 
0 Bacillus 


Virgibacillus 
2 Virgibacillus 


Planococcus 
1 Planococcus 


ref|NR_025454.1| Ilyobacter insuetus 
07 Ilyobacter insuetus Bacteria; 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacillus. 

ref|NR_025446.1| Bacillus halodurans 
32 Bacillus halodurans Bacteria; 


Lactobacillus 
3 Lactobacillus 


ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 
ref|NR_025441.1] Thermomonas 

1849299 1850798 Thermomonas 
monadales; Xanthomonadaceae; 
ref|NR_025437.1| Globicatella 
nce 1853726 1855215 Globicatella 
ae; Globicatella. 
ref|NR_025435.1| Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


ref|NR_025426.1| Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 


ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


ref|NR_025408.1| Bacillus 

nce 1892040 1893527 Bacillus 
cillus. 

ref|NR_025400.1| Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Ureibacillus terrenus 
terrenus Bacteria; 


ref |NR_025394.1 
21 Ureibacillus 


ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 


ref Bacillus fumarioli 


NR_025370.1 


strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 1946474 Bacillus fumarioli Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


414236 Bacteria_ 


strain m2661/98/1 
Lacto 


Firmicutes; 
414236 Bacteria_ 


strain DSM 176 16 
G 


Proteobacteria; 
414236 Bacteria_ 
strain LMG 12370 
Firmicutes; 


4 
b 
b 
P 
4 
n 


Stenotrophomonas. 
4 
strain B1953/27.1 
Proteobacteria; 


Thermomonas. 


strain SW-72 16S 
Firmicutes; 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 
414236 Bacteria_16S 2120118 2120172 1 55 gi 
strain HSL-3 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
414236 Bacteria_16S 2124615 2124669 1 55 gi 


strain TF-12 16S 
Firmicutes; Bacil 


414236 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


kagerrakense Bac 


Pa 


zeaxanthinifaciens Bacteria; Proteobacteria; Alphaprote 
Paracoccus. 

414236 Bacteria_16S 2169999 2170053 1 55 gi 
pleistocenium strain FTR1 16S ribosomal RNA, partial se 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Ca 
414236 Bacteria_16S 2185113 2185167 1 55 gi 
taiwanensis strain CB-226 16S ribosomal RNA, partial se 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacter 
Pseudoxanthomonas. 

414236 Bacteria_16S 2192775 2192829 1 55 gi 


strain Z-7792 16S 
Firmicutes; Bacil 


414236 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


414236 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 
4 
strain NRRL B-231 
Firmicutes; Bacil 


414236 Bacteria_16S 


strain L2-TR 16S 
Proteobacteria; 


Bacteria; Firmicu 


Bacil 
14236 Bacteria_16S 
roegbernensis st 
roegbernensis Ba 
seudoxanthomonas. 
14236 Bacteria_16S 
itritireducens s 
nitritireducens B 


14236 Bacteria_16S 


G 
414236 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


414236 Bacteria_16S 
Bacil 


414236 Bacteria_16S 
strain TF-9 16S r 


14236 Bacteria_16S 
kagerrakense str 


14236 Bacteria_16S 
zeaxanthinifacien 


14236 Bacteria_16S 


G 
414236 Bacteria_16S 
subterraneus strain 34 16S ribosomal RNA, partial sequence 


16S 1961343 19613971 55 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
16S 2025392 2025442 5 55 gi 
S ribosomal RNA, 
ammaproteobacteria; Chromatiales; Chro 


16S 2038975 2039029 1 55 gi 


lales; Bacillaceae; Virgibacillus. 

2042093 2042147 1 55 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


2043652 2043706 1 55 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


2045227 2045281 1 55 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2094222 2094276 1 55 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2095767 2095821 1 55 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2115512 2115566 1 55 
ibosomal RNA, partial sequence 


gi 


gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2126171 2126225 1 55 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2142705 2142759 1 55 gi 
ain D30 16S ribosomal RNA, partial seq 
teria; Bacteroidetes; Flavobacteria; F 
2159285 2159339 1 55 gi 
s strain ATCC 21588 16S ribosomal RNA, 


gi 


complete sequence 2024259 20 


16S ribosomal RNA, partial sequence 2037802 20 


219878221 
19601 
Ss. 
219878179 
257 
matiaceae; 
219878169 
393 


219878167 
1 sequence 
teria; Xan 


219878166 
quence 
cteria; Xa 
219878165 
20440 
anthomo 
219878126 
sequence 

teria; Xan 


219878125 


2094597 20961 


219857658 


2114343 21158 


219857655 


2118933 21204 


219857652 


2123444 21249 


219857651 


2125001 21265 


219857640 
uence 

lavobacter 
219857629 
partial s 
obacteria; 


219857622 
quence 
rnobacteri 
219857609 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Amphibacillus. 
2259532 2259586 1 55 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2267320 2267374 1 55 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2285697 2285751 1 55 gi 
54 16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2299128 2299190 3 65 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 


gi 


quence 
ia; Xantho: 


, 


219857604 


2191612 21930 


219857560 
22583 
occus. 
219857555 


2266147 22676 


219857542 
22845 


219857531 


2297982 22993 


diomarinac 
219857521 


2312774 2312828 1 55 gi 


tes; Bacillales; Bacillaceae; Geobacil 


lus. 


nad 


ref|NR_025360. 


ref|NR_025318. 


chromatium. 
NR_025308. 


Iso 
ref 


ref 
2040918 20424 
thomonadales; 


ref 
2042490 20440 
nthomonadales; 


ref 


acea 
ref 

2093069 20945 
thomonadales; 


e; 


ref 


ref 


ref 
54 Halobacillus 


ref 


ref 


ref 

2141553 21430 
iales; Flavobac 
ref |NR_0252 
equence 21581 
Rho 


ref|NR_0252 
2168820 21703 
aceae; Carnobac 
ref|NR_0251 
2183928 21854 
monadales; Xant 


ref 


ref 
45 2259880 Strep 


ref 


ref 
30 2285939 Bacil 
ref 


eae; Idiomarina 


ref 


67 1961603 Vagoc 


08 Isochromatium 


07 Virgibacillus 
NR_025306.1 
x 


NR_025305.1 


NR_025304.1 
53 2045572 Lutei 
Luteimon 
NR_025265.1 
Xx 


NR_025264.1 
03 Bacillus hwajinpoensis Bacteria; 


NR_025247.1 
49 Planococcus maritimus Bacteria; 


NR_025244.1 
NR_025241.1 
50 Bacillus aquimaris Bacteria; 


NR_025240.1 
06 Bacillus marisflavi Bacteria; 


NR_025229.1 


18.1 
dobacterale 


Lit 


98.1 


NR_025192.1 
37 Amphibacillus 


NR_025148.1 
NR_025143.1 
57 Geobacillus toebii Bacteria; 
NR_025130.1 
NR_025119.1 
96 Idiomarina loihiensis Bacteria; 


NR_025109.1 
2311580 2313074 Geobacillus subterraneus 


fo} 


3 
a 


0 
xX 


a 


4 
a 


1 
t 


9 
s 
0 
t 


6 
h 


t 


1 


Vagococcus fessus 
ccus fessus Bacteria; 


Isochromatium buderi 
buderi Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Luteimonas mephitis 


monas mephitis Bacteria; 


s. 

Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Bacillus hwajinpoensis 


Planococcus maritimus 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


Bacillus marisflavi 


Tenacibaculum 
7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 
Carnobacterium 
5 Carnobacterium 
erium. 
Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Amphibacillus tropicus 
tropicus Bacteria; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Geobacillus toebii 
Bacillus sonorensis 
us sonorensis Bacteria; 


Idiomarina loihiensis 


Geobacillus 


414236 Bacteria_16S 2314273 23143271 55 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

414236 Bacteria_16S 2318768 2318822 1 55 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
414236 Bacteria_16S 2320360 23204141 55 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

414236 Bacteria_16S 2336878 2336932 1 55 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

414236 Bacteria_16S 2341389 2341443 1 55 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

414236 Bacteria_16S 2371801 2371835 31 65 gi|219857479|ref|NR_025067.1| Mycoplasma opalescens 
strain MH5408 16S ribosomal RNA, partial sequence 2370638 2372093 Mycoplasma opalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

414236 Bacteria_16S 2382366 2382420 1 55 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 


Firmicutes; Bacil 
strain IL371 16S 
Tenericutes; Moll 
4 
strain YKJ-16 16S 
Proteobacteria; G 


4 
aquimarina strain 
Bacteria; Firmicu 
4 
strain ATCC 17747 
Firmicutes; Clost 


414236 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


414236 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


414236 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


414236 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


414236 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


414236 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


414236 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


414236 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


lales; Bacillaceae; Bacillus. 
2389989 2390043 1 55 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2391504 2391566 3 65 gi 
ribosomal RNA, partial sequence 


gi 


219857467 
2388858 23902 


219857466 
2390343 23918 


ref|NR_025055.1| Mycoplasma microti 
92 Mycoplasma microti Bacteria; 


ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
2399039 2399093 1 55 gi|219857461|ref|NR_025049.1| Sporosarcina 
SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
tes; Bacillales; Planococcaceae; Sporosarcina. 
2403593 2403647 1 55 gi|219857458|ref|NR_025046.1| Veillonella criceti 
16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
ridia; Clostridiales; Veillonellaceae; Veillonella. 
2417547 2417601 1 55 gi| 219857448 |ref|NR_025036.1| Streptococcus 
W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
2434110 2434164 1 55 gi|219857432|ref|NR_025020.1| Flavobacterium 
n A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
2444760 2444814 1 55 gi|219857423|ref|NR_025011.1| Planomicrobium 
G07 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
tes; Bacillales; Planococcaceae; Planomicrobium. 
2476439 2476493 1 55 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2551560 2551614 1 55 gi 
strain NRRL B-23049 16S ribosomal RNA, 
pizizenii Bacteria; Firmicutes; Bacillal 
2565360 2565414 1 55 gi 
train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2589978 2590032 1 55 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2591557 25916111 55 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 


ia 
ri 


cu 


cu 


414236 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


414236 Bacteria_16S 


selangorensis str 
selangorensis Bac 


414236 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 
4 


Bacteria; Firmicu 


14236 Bacteria_16S 
halotolerans strain NN 16S ribosomal RNA, partial sequence 


2593131.2593185 1 55 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2617811 2617865 1 55 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2622365 2622419 1 55 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2628515 2628569 1 55 gi 


cu 


al 
ct 


en 
mi 


tes; Bacillales; Bacillaceae; Gracilibac 


2475319 24767 


219857343 
219857291 
219857275 
219857274 
219857273 
219857254 
219857251 


219857246 


partial 
es; Baci 


1 sequen 
diales; 


25888 
s 


25903 
s 


25919 
s. 


sequenc 
obacilla 


ce 26212 
crobium. 


73 Mycoplasma fastidiosum Bacteria; 


ref|NR_024931.1| Bacillus subtilis 
sequence 2550394 2551802 Bacillus 
llaceae; Bacillus. 

ref|NR_024922.1| Eubacterium 

ce 2564201 2565708 Eubacterium 
Eubacteriaceae; Eubacterium. 
ref|NR_024906.1| Enterococcus mundtii 
00 2590328 Enterococcus mundtii Bacteria; 
ref|NR_024905.1] Enterococcus cecorum 


79 2591887 Enterococcus cecorum Bacteria; 
ref|NR_024904.1 


38 2593451 Entero 


Enterococcus dispar 
coccus dispar Bacteria; 


ref |NR_024885.1 
e 2616635 261812 
ceae; Paralactobacillus. 
ref|NR_024881.1| Planomicrobium 

00 2622680 Planomicrobium mcmeekinii 


Paralactobacillus 
9 Paralactobacillus 


ref|NR_024876.1| Gracilibacillus 


26273 
illus. 


22 2628862 Gracilibacillus halotolerans 


414236 Bacteria_ 


strain hl 16S rib 


P 
414236 Bacteria_ 
a 
a 


414236 Bacteria_ 


strain JCM 3151 1 


Microbispora. 
414236 Bacteria_ 


414236 Bacteria_ 


straminisolvens s 
straminisolvens B 


414236 Bacteria_ 
silvatica strain 


silvatica Bacteri 
Streptosporangiac 


414236 Bacteria_ 


voinovskiensis st 
voinovskiensis Ba 


414236 Bacteria_ 


MA001 16S ribosomal RNA, partial sequence 
Bacil 


Bacillales; 
414236 Bacteria_ 


oxidotolerans str 
oxidotolerans Bac 


414236 Bacteria_ 
strain Y223G 16S 
Proteobacteria; 

414236 Bacteria_ 
strain AM31D 16S 
Firmicutes; 
414236 Bacteria_ 


sendaiensis strai 
sendaiensis Bacte 


414236 Bacteria_ 
strain SIR-1 16S 
Proteobacteria; 
414236 Bacteria_ 
Pp 
Pp 
414236 Bacteria_ 
strain MKT 106 16 
Proteobacteria; 
4 
strain GTC 854 16 
Firmicutes; 


4 
herbarius strain 
Bacteria; 


BO OW 


Coprobacillus. 


414236 Bacteria_16S 


strain ATCC 70069 
Firmicutes; 


lkanoclasticum s 
lkanoclasticum B 


juripiscarius str 
juripiscarius Bac 


G 


Bacil 


D 


sychrotolerans s 
sychrotolerans B 


G 
14236 Bacteria_16S 


Bacil 
414236 Bacteria_16S 
fritillariae stra 
fritillariae Bact 
Microbacteriaceae 
14236 Bacteria_16S 


Firmicu 
14236 Bacteria_16S 
mylolyticum stra 
mylolyticum Bact 
14236 Bacteria_16S 
mesophilum strain 
mesophilum Bacter 
414236 Bacteria_16S 
cateniformis stra 
cateniformis Bact 


Clost 
414236 Bacteria_16S 


16S 2631554 2631608 1 


osomal RNA, partial sequence 


55 gi 


roteobacteria; Alphaproteobacteria; Rhodobacterales; R 


16S 2634531 2634585 1 55 gi 
train MAE2 16S ribosomal RNA, partial 
acteria; Firmicutes; Bacillales; 


16S 2670770 2670824 1 55 gi 


16S 2679884 2679938 1 55 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; 
16S 2682958 2683020 3 65 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; 


16S 2693299 2693353 1 55 gi 


eae; 
16S 


Planotetraspora. 


2697668 2697722 1 55 gi 
cteria; 
16S 


Firmicutes; Bacillales; 
2699224 2699278 1 55 gi 
2698052 26 
laceae; Bacillus. 

16S 2706860 2706914 1 55 gi 
teria; Firmicutes; Bacillales; 
16S 2717269 2717323 3 57 


ribosomal RNA, partial sequence 


gi 
27 


16S 2726438 2726492 1 55 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
16S 2729524 2729578 1 55 


gi 


gi 


16S 2731031 2731085 1 55 
ribosomal RNA, partial sequence 


gi 


16S 2732558 2732612 1 55 gi 


acteria; 
16S 


Firmicutes; Lactobacillales; 
2741394 2741448 3 57 gi 
S ribosomal RNA, partial sequence 


2769691 2769745 1 55 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2784820 2784882 3 65 


gi 


gi 


; Okibacterium. 


2787970 2788024 1 55 gi 
tes; Bacillales; Alicyclobacillaceae; 
2811929 2811983 1 55 gi 
eria; Bacteroidetes; Flavobacteria; 
2813423 2813477 1 55 gi 
Bacteroidetes; Flavobacteria; 
2817963 2818017 1 55 


ia; 
gi 
eria; 
2846830 2846884 1 55 gi 
7 16S ribosomal RNA, partial sequence 


ridia; Clostridiales; 
2851488 2851542 1 


55 gi 


Plano 


Stre 


Bacilla 


Clost 
TT 00-51 16S ribosomal RNA, partial se 


a; Actinobacteria; Actinobacteridae; Act 


rain TH13 16S ribosomal RNA, partial s 
Bacill 


ain T-2-2 16S ribosomal RNA, partial s 
Bacilla 
ammaproteobacteria; Alteromonadales; C 
2725265 27 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 


2729867 27 
eltaproteobacteria; Myxococcales; Nann 


train M13-2 16S ribosomal RNA, partial 


2740223 27 
ammaproteobacteria; Alteromonadales; Alt 


in VKM Ac-2059 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 


CP-1 16S ribosomal RNA, partial sequen 
in MBIC4355 16S ribosomal RNA, partial 


FL 


MBIC1140 16S ribosomal RNA, partial s 
Flav 


in JCM 10604 16S ribosomal RNA, partia 
Firmicutes; Erysipelotrichi; Ery 


Clostridiales Fa 


219857238 


2630432 26317 
dobacter 


ho 
219857236 

sequence 

coccaceae; 
219857210 


6S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 


219857203 
sequence 
ceae; 

219857201 
sequence 
ridiales; 

219857193 
quence 
inomy 


219857190 
equence 
aceae; 
219857189 
99555 Ba 


219857184 
equence 
le 
219857177 
16108 27175 
olwelli 
219857170 
267 


219857168 
quence 
acillac 
219857167 
313 
ocystin 
219857166 
sequence 
Carnoba 
219857160 
416 
eromo 
219857138 


2768556 27700 


219857127 
ial sequen 
Actinomy 


, 


219857125 
ce 27867 
Alicycloba 
219857109 
sequence 
avobacteri 
219857108 
equence 

obacterial 
219856912 
1 sequence 
sipelotric 


219856893 
28456 
mily XIII. 
219856890 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 


osporang 


Lent 


cet 


Ano 


cil 


s Family 


ace 


eae 


eae 


cte 


nad 


ref 


ref 


ref 
inea 
ref 


ibac 
ref 


Clos 
ref 


ales 
ref 
xyba 
ref 


lus 


ref 


ref 
ae; 


ref 


ref 


; Al 
ref 


; Na 
ref 


riac 
ref 


acea 
ref 
ref 
ceta 
ref 


cill 
ref 


ales 
ref 


es; 
ref 


hale 
ref 


Inc 


92 Methylarcula 
acea 


2633347 26347 
Pla 


87 Microbispora 


2678696 26802 


2681812 26832 


2692168 26936 


2696496 26980 


2705678 27071 
XII. 


2728379 27298 


50 Plesiocystis 


2731401 27328 


ce 2783663 27851 


86 2788314 Alicy 


2810779 28122 


2812273 28137 


2816799 28182 


66 2847142 Mogib 


NR_024866.1 


e; Methylarc 
NR_024864.1 
9 
nomicrobium. 
NR_024838.1 
e; Streptos 
NR_024831.1 
1 
illus. 
NR_024829.1 
5 
tridiaceae; 
NR_024821.1 
3 
fo) 


, 


Streptosp 


NR_024818.1 
0 
cillus. 
NR_024817.1 
asahii Bacte 


NR_024812.1 
9 
Incertae S 
NR_024805.1 


Colwellia. 
NR_024798.1 


NR_024796.1 
1 
icyclobacill 
NR_024795.1 


nnocystaceae 
NR_024794.1 
5 
eae; Marinil 
NR_024788.1 


e; Agarivora 
NR_024766.1 


NR_024755.1 
6 
les; Microco 
NR_024753.1 
c 
us. 
NR_024737.1 

2 
; Flavobacte 
NR_024736.1 
1 
Flavobacteri 
NR_024733.1 
8 
s; Erysipelo 
NR_024712.1 
a 


ertae Sedis; 


ref 


Methylarcula terricola 


terricola Bacteria; 


ula. 
Planomicrobium 
1 Planomicrobium 


Microbispora mesophila 


mesophila Bacteria; 
Pp 


orangiaceae; 


Lentibacillus 
9 Lentibacillus 


Clostridium 
8 Clostridium 
Clostridium. 
Planotetraspora 
9 Planotetraspora 
rangineae; 


Anoxybacillus 
1 Anoxybacillus 
Bacillus asahii strain 
ria; Firmicutes; 


Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Alicyclobacillus 

6 Alicyclobacillus 

us. 

Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Okibacterium 
8 Okibacterium 
ccineae; 


Alicyclobacillus 
lobacillus herbarius 


Tenacibaculum 

2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 

6 Tenacibaculum 

aceae; Tenacibaculum. 
Coprobacillus 

3 Coprobacillus 
trichaceae; 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 


NR_024709.1 


Pseudomonas 


2850317 2851835 Pseudomonas 


hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
4 
strain ATCC 19374 
Bacteria; Proteob 


strain ATCC 33616 
Bacteria; Proteob 


strain DSM 3050 1 
Proteobacteria; G 


weihenstephanensi 
weihenstephanensi 


strain DSM11031 1 
Firmicutes; Bacil 


strain IFO15566 1 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 2874827 2874881 1 55 gi 
naganoensis strain ATCC53909 16S ribosomal RNA, partial 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulani 
414236 Bacteria_16S 2876402 2876456 1 55 gi 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 28767 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 2877984 2878038 1 55 gi 
halophilum strain DSM4771 16S ribosomal RNA, partial se 
halophilum Bacteria; Firmicutes; Bacillales; Bacillacea 
414236 Bacteria_16S 2879550 2879604 1 55 gi 


IFO15715 16S ribo 
Bacillales; Bacil 
4 
strain JCM9731 16 
Firmicutes; Bacil 


strain JCM9070 16 
Firmicutes; Bacil 


strain IFO 15616 
Actinobacteria; A 


vitulinus strain 
vitulinus Bacteri 


pasteuri strain A 
pasteuri Bacteria 


lugdunensis strai 
lugdunensis Bacte 


strain ATCC 43959 
Bacteria; Firmicu 
4 
delphini strain A 
delphini Bacteria 
4 
strain ATCC 35538 
Bacteria; Firmicu 


rlettae strain A 
rlettae Bacteria 


aponensis strain 
acteria; Proteob 


ROU Bo oO A 


strain 176 16S ri 
Firmicutes; Lacto 


strain STR Tl 16S 
Firmicutes; Lacto 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


2853057 28531111 55 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2857736 2857790 1 55 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2863876 2863930 1 55 gi 


ammaproteobacteria; Pseudomonadales; P 
2870080 2870134 1 55 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2871660 2871714 1 55 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2873239 2873293 1 55 

6S ribosomal RNA, partial sequence 


gi 


somal RNA, partial sequence 
laceae; Bacillus. 

2881116 2881170 1 55 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2882667 2882721 1 55 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2903755 2903817 1 63 


gi 


gi 


gi 


ctinobacteridae; Actinomycetales; Micr 
2908385 2908439 1 55 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 
2909931 2909985 1 55 gi 
TCC51129 16S ribosomal RNA, partial se 
Firmicutes; Bacillales; Staphylococc 
2911475 2911529 1 55 gi 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2913017 29130711 55 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2914561 2914615 1 55 gi 
TCC 49171 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2916104 2916158 1 55 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2917646 2917700 1 55 gi 
TCC 43957 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2923777 2923831 1 55 gi 
12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2962854 2962908 1 55 gi 
bosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
2964403 2964457 1 55 


’ 


, 


v 


Streptoc 


na 


na 


se 


ar 
ci 


s 
ba 


qu 
e; 


oc 


se 
cu 


qu 
us 


1 
oc 


eq 


us 


eq 


ne 
na 


oc 


219856889 
219856886 
219856882 
6S ribosomal RNA, partial sequence 2862729 28642 
219856878 
219856877 


2870477 28720 


219856876 
2872057 28735 


219856875 
219856874 
219856873 


219856872 
2878366 2879894 Bacil 


219856871 
2879945 28814 


219856870 
2881499 28830 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
219856851 
219856850 
219856849 
219856848 
219856847 
219856846 
219856845 
us. 


219856841 


219856815 
2961676 29631 


28518 
dales; X 


28565 
dales; X 
udomonad 


tial seq 
llaceae; 


equence 
cillus. 


ence 
Salimic 


occineae 


quence 
s 


ence 


sequence 


cus. 


29118 


uence 


29149 


uence 


e 29226 
dales; X 


cus. 


gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 


219856814 
2963222 2964720 Streptococcus canis Bacteria; 
Streptococcus. 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_024705.1 
57 2858059 Pseudo 
anthomonadaceae; 
ref|NR_024701.1 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


acea 
ref 

uenc 

Bac 
ref 


e; Pseudomon 
NR_024697.1 
e 286889 
illus; Bacil 
NR_024696.1 


as. 
Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


ref |NR_024695.1 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


ref|NR_024694.1 
2873633 287517 


ref|NR_024693.1 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


ref |NR_024692.1 

2876799 287831 
robium. 
ref|NR_024691.1 
lus flexus Bacte 


ref|NR_024690.1 


Salimicrobium 
5 Salimicrobium 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


ref|NR_024689.1 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


ref |NR_024673.1 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


; Microbacteriac 
ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref|NR_024666.1 
2913371 291486 


ref |NR_024665.1 
14 2916405 Staphy 


ref|NR_024664.1 
2916456 291794 


ref|NR_024660.1 
17 2924080 Pseudo 
anthomonadaceae; 
ref|NR_024634.1 


71 Streptococcus 


ref 


eae; Pseudoclavibacter. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Pseudoxanthomonas 
xanthomonas japonensis 
Pseudoxanthomonas. 
Streptococcus porcinus 
porcinus Bacteria; 


NR_024633.1 


Streptococcus canis 


strain JaH 16S ri 


414236 Bacteria_16S 


2984272 2984326 1 55 
bosomal RNA, partial sequence 


gi 


219846934 
2983106 29845 


ref |NR_026526.1 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 2999471 2999525 1 55 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

414236 Bacteria_16S 3001043 3001097 1 55 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

414236 Bacteria_16S 3008610 3008664 1 55 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

414236 Bacteria_16S 3025206 3025260 1 55 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

414236 Bacteria_16S 3031240 3031294 1 55 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

414236 Bacteria_16S 3038913 3038967 1 55 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
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ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3041956 3042010 1 55 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3048070 3048124 1 55 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3057213 3057267 1 55 gi 
train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


Ss. 


se 
ro 


se 
ct 
3064828 3064882 1 55 gi 
bacillales; Streptococcaceae; 

3067750 3067804 1 55 


Streptoc 
gi 


oc 


lales; Bacillales Family XI. Incertae 
3070681 3070735 1 55 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 
3085809 3085863 1 55 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


Se 


Ss. 


al 
ri 


3087254 3087308 1 55 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


ue 
er 


3091741 30917951 55 

S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3100772 3100826 1 

mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3135190 3135244 1 55 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3164057 31641111 55 gi 
172 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 
3168644 3168698 1 55 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3171677 31717311 55 gi 
6S ribo 
us; Deinococci; Deinococcales; Deinoco 
3180750 3180804 1 55 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
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strain LMG 471 16 


3182301 3182355 1 55 gi 


3037737 30392 


219846895 
3040796 30422 


219846890 


219846884 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


219846877 
16S ribosomal RNA, partial sequence 3066573 30679 
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219846865 
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219846861 
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219846855 
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einococcus. 
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S ribosomal RNA, partial sequence 


ref|NR_026392.1 
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5 
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Vv 
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8 
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a 


uvialis Bacteria; 


Facklamia languida 
guida Bacteria; 


Facklamia 
3 Facklamia 


e; Facklamia. 

ref|NR_026476.1| Succinivibrio 
3056079 3057541 Succinivibrio 

romonadales; Succinivibrionaceae; 

ref|NR_026471.1| Streptococcus ovis 

27 Streptococcus ovis Bacteria; 

ref|NR_026469.1| Gemella palaticanis 


icanis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Ignavigranum ruoffiae 
ruoffiae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Paracoccus alkenifer 
kenifer Bacteria; 
s. 

Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Deinococcus 
1 Deinococcus 
eae; Deinococcus. 
Deinococcus grandis 
randis Bacteria; 


Facklamia hominis 
mia hominis Bacteria; 


Xanthomonas sacchari 


3181138 3182637 Xanthomonas sacchari Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


414236 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


414236 Bacteria_16S 


strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 


414236 Bacteria_16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


414236 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
414236 Bacteria_16S 


strain LMG 690 16S ribos 
Proteobacteria; Gammaproteobacteria; 


414236 Bacteria_16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


414236 Bacteria_16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


414236 Bacteria_16S 


strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 


414236 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


414236 Bacteria_16S 
strain M408/89/1 


Corynebacterium. 
414236 Bacteria_16S 


thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Strept 
Streptococcaceae; 


Bacteria; Firmicutes; 
414236 Bacteria_16S 


3183853 3183907 1 


3185405 3185459 1 


3186957 3187011 1 


3188509 3188563 1 
Proteobacteria; 


3190061 3190115 1 


3191613 3191667 1 
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55 
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55 
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Xanthomonadales; Xanthomonadaceae; 


gi|219846798 


3184240 31857 
Xanthomonadales; Xanthomonadaceae; 


gi| 219846797 
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11 16S ribosomal RNA, partial sequence 
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gi|219846795 


3188896 31903 
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Xanthomonas. 
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gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
3192000 3193501 Xanthomonas pisi Bacteria; 

Xanthomonas. 
gi|219846792|ref|NR_026384.1| Xanthomonas melonis 

51 Xanthomonas melonis Bacteria; 

Xanthomonas. 

gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 


3195102 31966 


gi| 219846787 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
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strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 


Firmicutes; 
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strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
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Fusobacteria; 
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3497692 3499120 Actinomyces radingae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
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subsp. aerata Bac 
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Bacteria; Firmicu 
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Firmicutes; Bacil 
4 
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fever group. 
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414236 Bacteria_16S 3535187 35352411 55 gi 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial s 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bac 
414236 Bacteria_16S 3536754 3536808 1 55. gi 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3538310 3538364 1 55 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3539881 3539935 1 55 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3543008 3543062 1 55 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3544564 3544618 1 55 

6S ribosomal RNA, complete sequence 
lales; Bacillaceae; Bacillus. 
3546120 3546174 1 55 
somal RNA, complete sequence 
laceae; Bacillus. 

3596392 3596446 1 55 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3607184 3607238 1 55 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 
3610158 3610212 1 55 gi 


gi 


gi 


gi 


gi 


gi 


gi 


lales; Planococcaceae; Planococcus. 
3611640 3611694 1 55 gi 
16S ribosomal RNA, partial sequence 

lales; Planococcaceae; Planococcus. 
3634128 3634182 1 55 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m. 

3654001 3654055 1 55 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3692072 3692106 31 65 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


4 
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219846553 
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219846552 


3535585 35370 


219846551 


3537139 35386 


219846550 


3538695 35402 


219846548 


3541838 35433 


219846547 


3543393 35448 


219846546 


3544949 35464 


219846511 


3595254 35967 


Clostridiu 
219846502 
sequence 
obacterial 
219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


219846498 
36104 


219846483 
al sequenc 
obacteria; 


219846469 
sequence 

les; Pepto 
219846443 


3690909 36923 


Bacillus 
34 Bacillus 
NR_026144.1 


na Bacillus halmapalus 
88 Bacillus 


mapalus Bacteria; 


ref|NR_026143.1| Bacillus gibsonii 
44 Bacillus gibsonii Bacteria; 


ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 


ref|NR_026103.1| Clostridium populeti 

42 Clostridium populeti Bacteria; 

m. 

ref |NR_026094.1 
3606022 360747 


Capnocytophaga 
4 Capnocytophaga 
es; Flavobacteriaceae; Capnocytophaga. 
ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


ref|NR_026061.1 
3652827 365435 
coccaceae; Desulfotomaculum. 
ref|NR_026034.1| Mycoplasma adleri 
64 Mycoplasma adleri Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 


3702553 3702607 1 55 gi|219846435|ref|NR_026026.1| Gelidibacter algens 
ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter algens Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

3723658 3723712 1 55 gi|219846419|ref|NR_026010.1] Bacillus 

strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

3735351 3735405 1 55 gi|219846411|ref|NR_026002.1| Microbispora rosea 
ain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Microbispora. 

3787747 3787781 31 65 gi|219846372|ref|NR_025963.1| Mycoplasma felifaucium 
osomal RNA, partial sequence 3786577 3788011 Mycoplasma felifaucium Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3811953 3812007 1 55 gi|219846355|ref|NR_025946.1| Carnobacterium 
£3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

3845398 3845452 1 55 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
ribosomal RNA, partial sequence 3844228 3845697 Staphylococcus warneri Bacteria; 
lales; Staphylococcus. 

3849859 3849913 1 55 gi|219846329|ref|NR_025919.1| Rickettsia massiliae 
ibosomal RNA, partial sequence 3848728 3850167 Rickettsia massiliae Bacteria; 
lphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

3897506 3897560 1 55 gi|219846297|ref|NR_025887.1| Tetragenococcus 

X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
tes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

3906566 3906620 1 55 gi|219846291|ref|NR_025881.1| Pseudomonas 
ain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 


oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


414236 Bacteria_16S 3931019 3931073 1 55 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

414236 Bacteria_16S 3935373 3935427 1 55 gi|219846270|ref|NR_025860.1| Orientia tsutsugamushi 
strain Karp 16S ribosomal RNA, partial sequence 3934247 3935705 Orientia tsutsugamushi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Orientia. 

414236 Bacteria_16S 3936858 3936912 1 55 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

414236 Bacteria_16S 3938292 3938346 1 55 gi|219846267|ref|NR_025857.1| Paracoccus aminovorans 
strain DM-82 16S ribosomal RNA, partial sequence 3937190 3938574 Paracoccus aminovorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

414236 Bacteria_16S 3960463 3960517 1 55 gi|219846252|ref|NR_025842.1| Bacillus firmus strain 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 3978196 3978250 1 55 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

414236 Bacteria_16S 3982400 3982454 1 55 gi|219846237|ref|NR_025827.1| Bizionia paragorgiae 
strain KMM 6029 16S ribosomal RNA, partial sequence 3981260 3982684 Bizionia paragorgiae Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 

414236 Bacteria_16S 3983897 3983959 3 65 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

414236 Bacteria_16S 3994281 3994335 1 55 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 


strain GS5-97 16S 
Firmicutes; Bacil 


414236 Bacteria_16S 


strain 25-4 16S r 


ribosomal RNA, partial sequence 


3993148 39945 


lales; Bacillaceae; Geobacillus. 
4000237 4000291 1 55 gi|219846225|ref|NR_025815.1 
ibosomal RNA, partial sequence 3999120 40005 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimon 
414236 Bacteria_16S 4004759 4004813 1 55 gi|219846222|ref|NR_025812.1 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 400502 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

414236 Bacteria_16S 4006221 4006283 3 65 gi|219846221|ref|NR_025811.1 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 400647 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alte 
Salinimonas. 

414236 Bacteria_16S 4010774 4010836 3 65 gi|219846216|ref|NR_025806.1 
strain R22 16S ribosomal RNA, partial sequence 4009610 40110 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
414236 Bacteria_16S 4013800 4013854 1 55 gi|219846214|ref|NR_025804.1 
strain KMM 3944 16S ribosomal RNA, partial sequence 4012648 40140 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyell 
414236 Bacteria_16S 4015280 4015334 1 55 gi|219846213|ref|NR_025803.1 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 401555 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteri 
414236 Bacteria_16S 4016759 4016813 1 55 gi|219846212|ref|NR_025802.1 
thalassocola strain KMM 3907 16S ribosomal RNA, partial sequence 4015607 401703 
thalassocola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 
Winogradskyella. 

414236 Bacteria_16S 4019792 4019846 1 55 gi|219846210|ref|NR_025800.1 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 402012 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

414236 Bacteria_16S 4021337 40213911 55 gi|219846209|ref|NR_025799.1 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 402167 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

414236 Bacteria_16S 4041151 40412051 55 gi|219846196|ref|NR_025786.1 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 4042609 4042663 1 55 gi|219846195|ref|NR_025785.1 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 4044141 40441951 55 gi|219846191|ref|NR_025781.1 


stackebrandtii strain K22-03 16S ribosomal RNA, partial 
stackebrandtii Bacteria; 


4 


14236 Bacteria_16S 


Firmicutes; 
4089581 4089643 1 


sequence 
Bacillales; Planococcaceae; 
63 gi|219846160 


4042976 404443 
Planococcus. 
ref|NR_025750.1 


94 Geobacillus tepidamans Bacteria; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Pontibacillus 
0 Pontibacillus 


Salinimonas 
7 Salinimonas 


romonadaceae; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 

Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 
Winogradskyella 
5 Winogradskyella 
riaceae; 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 


monadaceae; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Maribacter aquivivus 


strain KMM 3949 16S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 


B 


acteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Flavobacteriaceae 


; Maribacter. 


414236 Bacteria_16S 4091070 4091132 1 63 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

414236 Bacteria_16S 4092566 4092628 1 63 gi|219846158|ref|NR_025748.1| Maribacter 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
414236 Bacteria_16S 4118043 4118097 1 55 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

414236 Bacteria_16S 4133329 4133383 1 55 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

414236 Bacteria_16S 4162785 4162839 1 55 gi|219846106|ref|NR_025696.1| Algibacter lectus 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

414236 Bacteria_16S 4171892 4171946 1 55 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 


Firmicutes; Lacto 
4 
nitratireducens s 
nitratireducens B 
4 
lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


strain G2 16S rib 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


414236 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


arimammalium str 


4 
m. 
marimammalium Bac 
4 


strain FF3 16S ri 


4 


14236 Bacteria_16S 


14236 Bacteria_16S 


bacillales; Enterococcaceae; Vagococcu 
4173416 41734701 55 gi 
train Met 79 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
4191771 41918251 55 gi 
n SM-19 
ria; Pr 


oteobacteria; Gammaproteobacter 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


4197805 4197859 1 
osomal RNA, partial sequence 


55 gi 


16S ribosomal RNA, partial seq 


Ss. 
219846098 

1 

ridiales; 
219846081 

uence 

ia; 


’ 


219846077 


4196627 41980 


Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

414236 Bacteria_16S 4209776 4209830 1 55 gi| 219846069 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 42085 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 
414236 Bacteria_16S 4212837 4212891 1 55 gi| 219846067 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

414236 Bacteria_16S 4222066 42221201 55 gi| 219846060 


4220889 4222400 Bacil 


sequence 


Altero: 


ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025671.1 
190616 419208 
monadales; Alter 


rs 


ref|NR_025667.1 
08 Anoxybacillus 
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omonadaceae; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Lentibacillus 
acillus salicampi 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


laceae; Anaerobacillus. 

4225045 4225099 1 55 gi|219846055|ref|NR_025645.1| Salinicoccus 
DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
ia; Firmicutes; Bacillales; Salinicoccus. 

4243091 4243145 1 55 gi|219846040|ref|NR_025630.1| Streptococcus 
ain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
teria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

146774 146799 33 53 gi|265678965|ref|NR_029273.1| Marinovum algicola 
bosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 
192538 192591 3 56 gi|265678935|ref|NR_029243.1| Methylomonas 
JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 


aurantiaca strain 


Bacteria; Proteob 


414236 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


acteria; Gammaproteobacteria; Methyloc 
215722 215774 3 56 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


414236 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 
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fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


414236 Bacteria_16S 
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Nocardiaceae; Noc 
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Proteobacteria; G 


414236 Bacteria_16S 
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14236 Bacteria_16S 
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ria; Bacteroidetes; Flavobacteria; Fla 
367313 367366 3 56 gi 
rain F23 16S ribosomal RNA, partial se 
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265678884 
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265678810 
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M 
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ref|NR_029190.1 
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iaceae; Psychroserpens. 
Idiomarina 
Idiomarina 
iomarinaceae; 


Nocardia 
399618 Nocardia 


ynebacterineae; 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 
Ss. 


Nocardia puris strain 


e; Nocardia. 


cteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Id 
399262 399315 3 56 gi| 265678789 |ref|NR_029094.1 
strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
ardia. 
491685 491738 3 56 gi|265678724|ref|NR_029029.1 
ribosomal RNA, partial sequence 490502 49197 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
545064 545117 3 56 gi| 265678689 |ref|NR_028994.1 
ibosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
658806 658859 3 56 gi|265678610|ref|NR_028915.1 


4 
strain L1-92 16S 


14236 Bacteria_16S 


ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 


Anaerostipes caccae 


657665 659120 Anaerostipes caccae Bacteria; 


414236 Bacteria_16S 
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414236 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


osomal RNA, partial sequence 


696763 696816 1 54 gi| 265678585 |ref|NR_028890.1 
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Opitutaceae; Opitutus. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


414236 Bacteria_16S 
fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 
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Bacteria; Proteob 
414236 Bacteria_16S 
strain IFM 10035 


970698 970751 3 56 gi 


Proteobacteria; Deltaproteobac 


981258 981310 3 56 gi 
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acteria; Epsilonproteobacteria; Campyl 


1039475 1039528 3 56 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


414236 Bacteria_16S 
strain IFM 0784 1 


1040984 1041037 3 56 gi 


836449 83791 
nebacterin 


265678469 


rain Bl 16S ribosomal RNA, partial sequence 
cteria; 


265678402 


963457 96488 
nebacterin 


265678397 


rain JJ 16S ribosomal RNA, partial sequence 
cteria; 


teria; Des 


265678390 
ce 98009 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
nebacterin 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 


Flavobacte 


obacterale 


eae; Nocardiacea 
ref|NR_028772.1 

863710 865135 
riales; Flavobac 
ref|NR_028704.1 


eae; Nocardiacea 
ref |NR_028699.1 

969528 971049 
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ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
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NR_028653.1 


eae; 
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Opitutus terrae strain 
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Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Muricauda 
Muricauda 

teriaceae; Muricauda. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
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Desulfovibrio 
Desulfovibrionaceae; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 

Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Bacteria_16S 1042522 1042575 3 56 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Bacteria_16S 1044082 1044135 3 56 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Bacteria_16S 1045638 1045691 3 56 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Bacteria_16S 1053214 1053267 3 56 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 1053515 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Bacteria_16S 1075758 1075811 3 56 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

414236 Bacteria_16S 1110401 1110454 3 56 gi|265678302|ref|NR_028604.1]| Collinsella 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 

414236 Bacteria_16S 1131588 1131641 3 56 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
414236 Bacteria_16S 1148254 1148307 3 56 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Bacteria_16S 1204303 1204356 3 56 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

414236 Bacteria_16S 1205809 1205862 3 56 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

414236 Bacteria_16S 1278008 1278061 3 56 gi|219846127|ref|NR_025717.1| Thalassomonas 
ganghwensis strain JC2041 16S ribosomal RNA, partial sequence 1276861 1278268 Thalassomonas 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Thalassomonas. 
414236 Bacteria_16S 1326623 1326676 3 56 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Bacteria_16S 1337338 1337363 33 58 gi|228721486|ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

414236 Bacteria_16S 1352646 1352671 33 58 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 


Och 149 16S ribos 


omal RNA, partial sequence 


1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 
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Stre 


R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


; Actinobacteridae; Actinomycet 


cteridae; Actinomycetales; Cory 


228717104 


1381574 13830 
diomarinac 


219857610 
ia 
ae 


v 


219846510 
en 
lo 

219878466 


1614821 16162 
lobacter 


au 
219878450 


1638983 16404 
osporang 


pt 
219878378 
ce 
ales; 


219873437 


2108290 21097 
ostridiu 


C1 
219857645 
ales; 


219857627 


2161153 21625 
bacterin 


ne 

219857619 
sequence 

e; 


219857602 
quence 
e; 


219857566 
equence 
bacillus. 
219857565 
ce 22507 


219857557 
ence 22630 
irillales; 
219857507 
al 
e; 


219857471 
23827 
ne 
219857459 
uence 
Actinomyc 


219857437 
quence 

diales; 
219857429 


6S ribosomal RNA, partial sequence 2437523 24389 
bacterin 


ne 
219857385 


2496307 24977 
bacterin 


ne 
219857369 

25115 
pt 
219857367 


1 sequen 
Actino: 


ce 15765 
stridiac 


17428 
Stre 


21340 
Cory 


Actinomycet 


Actinomycet 


sequenc 
Actinomycet 


bacterin 


Ru 


osporang 


ref|NR_027560.1 
eae; Idiomarina. 
ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref|NR_026102.1 
77 1578067 Clostr 
eae; 
ref|NR_025605.1 
acea 
ref 


e; Woodshole 
NR_025589.1 


ineae; Nocardiop 
ref|NR_025517.1 
31 1744318 Nocard 
ptosporangineae; 
ref |NR_026099.2 
m. 
ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 
ref|NR_025216.1 
Nocardiacea 
NR_025208.1 
173451 217485 
ales; Coryne 


eae; 
ref 
2 


ref |NR_025190.1 
194621 219603 


ales; Coryne 


is} 


ref|NR_025154.1 
2249193 225066 


ref|NR_025153.1 
18 2252192 Fructo 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025095.1 
e 2332775 233429 
ales; Strept 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025047.1 

2400924 240237 
etales; Streptos 


ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref|NR_025017.1 


Nocardiacea 
NR_024973.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 


Clostridium. 


Idiomarina baltica 


49 Idiomarina baltica 08145 Bacteria; 


Nocardia 
6 Nocardia 
ebacterineae; 


Clostridium 
idium papyrosolvens DSM 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Nocardiopsis aegyptia 


69 Nocardiopsis aegyptia Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 
Nocardiopsaceae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 

Rhodococcus 
9 Rhodococcus 
bacterineae; 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Nocardiopsis 

9 Nocardiopsis 

osporangineae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Nocardiopsis 

2 Nocardiopsis 
porangineae; 


Papillibacter 

9 Papillibacter 
apillibacter. 

Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 


ref|NR_024955.1 


Caloramator coolhaasii 


strain Z 16S ribosomal RNA, partial sequence 2514611 2516064 Caloramator coolhaasii Bacteria; Firmicutes; 


Clostridia; Clost 


ridiales; Clostridiaceae; Caloramator. 


strain CVL 16S ri 
Proteobacteria; D 


strain MS1-3 16S 


strain IFM 10088 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 
4 
strain IFO 16295 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
414236 Bacteria_16S 


strain 10.268-1 1 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


strain IFO 15059 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniace 
414236 Bacteria_16S 3256515 3256568 3 56 gi|219846750|ref|NR_026342.1 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 32568 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

414236 Bacteria_16S 3258028 3258081 3 56 gi| 219846749 |ref|NR_026341.1 
strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
414236 Bacteria_16S 3259540 3259593 3 56 gi|219846748|ref|NR_026340.1 
strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
414236 Bacteria_16S 3367638 3367691 3 56 gi|219846672|ref|NR_026264.1 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 336795 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Streptosporangiaceae; Streptosporangium. 

414236 Bacteria_16S 3447053 3447106 3 56 gi|219846612|ref|NR_026204.1 


strain DSM 6836 1 
Firmicutes; Clost 


strain DSM 43205 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
414236 Bacteria_16S 


strain DSM 4954 1 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 


2614659 2614712 3 56 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2678334 2678387 3 56 gi 
ribosomal RNA, partial sequence 


gi 


v 


ne 


2688833 2688886 3 56 


gi 
ne 
2720306 2720359 3 56 gi 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 

2747278 2747331 3 56 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2771203 2771256 3 


al 


e; 


56 gi 
ne 
2834608 2834661 3 56 gi 
1 16S ribosomal RNA, partial sequence 
ne 


2985770 2985823 3 56 


gi 
ne 
2987292 2987345 3 56 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2988818 2988871 3 


ar 
da 


56 gi 


ridia; Clostridiales; cl 


3473059 3473112 3 


Clostridiaceae; 
56 gi 


ne 
3474594 3474647 3 
16S ribosomal RNA, 


56 gi 
complete sequence 
ne 


3476117 3476170 3 56 


gi 
ne 
3477643 3477696 3 56 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3494419 3494472 3 56 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3495799 3495852 3 56 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


al 
e; 


se 
Ac 


al 


219857256 
2613469 26150 


219857204 
2677198 26786 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
414236 Bacteria_16S 219857197 
16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
414236 Bacteria_16S 219857175 
ae; 


219857156 
eq 


219857137 
16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


414236 Bacteria_16S 219856901 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


414236 Bacteria_16S 219846932 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 


6S ribosomal RNA, partial sequence 3445905 34473 


219846594 
16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


414236 Bacteria_16S 219846593 


219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


414236 Bacteria_16S 219846591 


219846580 


219846579 


ref 


ibri De 


ref 


Desulfov onaceae; 


bacterineae; Nocardiace 
ref 
891 
bacterineae; Nocardiace 
ref 
e 2719156 27206 


mycetales; Cory 


enc 
ino: 


sequ 
er ACE 
ref 

2746146 27474 
nomycetales; Coryn 


uence 
Acti 


ref 


bacterineae; Nocardiace 
ref 
66 2834941 Nocar 
eae; Nocardiace 


ref 


28334 
bacterin 


bacterineae; Nocardiace 
ref 
uenc 


omyc 


e 29861 
etales; Cor 


tial seq 
e; Actin 


ref 


ostridium. 


ref 
bacterineae; Nocardiace 
ref a 
44 3474924R 
eae; Nocard 
ref 


34734 
bacterin 


hodo 
iace 


bacterineae; Nocardiace 
ref 
e 3476498 3 


ales; C 


4779 
oryn 


sequenc 
Actinomycet 


ref 
3493260 3 
tales; Pseu 


4945 
dono 


quence 
tinomyce 


ref 
39 3496156T 
donocardine 


34946 
Pseu 


herm 


es; ae; 


3497335 3497388 3 56 


gi 


219846578 


ref 


NR_024887.1 
09 Desulfovibrio 


NR_024832.1 
45 Nocardia takedensis Bacteria; 


NR_024825.1 
13 Nocardia sienata Bacteria; 


NR_024803.1 


NR_024784.1 


NR_024765.1 
50 Rhodococcus jostii Bacteria; 


NR_024722.1 
NR_026525.1 
05 Nocardia flavorosea Bacteria; 


NR_026524.1 


NR_026523.1 
56 Skermania piniformis Bacteria; 


NR_026186.1 
93 Rhodococcus opacus Bacteria; 


NR_026185.1 
NR_026184.1 
47 Rhodococcus globerulus Bacteria; 


NR_026183.1 


NR_026172.1 


NR_026171.1 


NR_026170.1 
3496207 3497641 Coriobacterium 


s 


a 


a 
5 


n 


9 
e 


a 


d 
a 


a 


5 
4 


a 


3 
s 


a 
Cc 
a 
a 
7 


e 


8 
c 


Oo 
P 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Nocardia takedensis 


e; Nocardia. 
Nocardia sienata 


e; Nocardia. 
Nocardia 

4 Nocardia 

ebacterineae; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Rhodococcus jostii 


e; Rhodococcus. 
Nocardia vinacea 

ia vinacea Bacteria; 

e; Nocardia. 
Nocardia flavorosea 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 
e; Skermania. 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Streptosporangium 

3 Streptosporangium 

porangineae; 


Clostridium viride 


86 Clostridium viride Bacteria; 


Rhodococcus opacus 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Coriobacterium 


glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 


Coriobacteriaceae; Coriobacterium. 

414236 Bacteria_16S 3757613 3757666 3 

Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 3798294 3798346 3 
strain PS-1 16S ribosomal RNA, partial sequen 
Proteobacteria; G 
414236 Bacteria_16S 
strain C-1 16S ri 


3836206 3836258 4 
bosomal RNA, partial sequenc 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
414236 Bacteria_16S 3837735 3837787 3 55 gi| 219846337 
strain 62 16S ribosomal RNA, partial sequence 3836584 38380 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
414236 Bacteria_16S 3851351 3851404 3 56 gi| 219846328 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial seque 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clost 
Ruminococcaceae. 

414236 Bacteria_16S 3852863 3852916 3 56 gi| 219846327 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; R 
414236 Bacteria_16S 4007678 4007731 3 56 gi| 219846218 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 40080 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteria 
414236 Bacteria_16S 4062109 4062162 3 56 gi|219846178 
strain YIM 90010 16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
414236 Bacteria_16S 4075733 4075786 3 56 gi| 219846169 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
414236 Bacteria_16S 4096980 4097033 3 56 gi|219846155 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingo 
Algoriphagus. 

414236 Bacteria_16S 4098466 4098519 3 56 gi|219846154 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacte 
414236 Bacteria_16S 4099922 4099975 3 56 gi| 219846153 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingo 
Algoriphagus. 

414236 Bacteria_16S 4217456 4217509 3 56 gi| 219846063 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Nocardiopsaceae; Nocardiopsis. 

414236 Bacteria_16S 33055 33119 1 65 gi| 265679042 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacterium. 

414236 Bacteria_16S 66305 66369 1 65 gi| 265679020 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
414236 Bacteria_16S 119446 119510 1 65 gi| 265678983 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Promicromonosporaceae; Cellulosimicrobium. 

414236 Bacteria_16S 120947 121011 1 65 gi| 265678982 
strain 136 16S ribosomal RNA, partial sequence 119823 12132 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
414236 Bacteria_16S 124035 124099 1 65 gi| 265678980 
strain CE40 16S ribosomal RNA, partial sequence 122905 12429 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
414236 Bacteria_16S 137652 137716 1 65 gi| 265678971 
strain 27 16S ribosomal RNA, partial sequence 136495 13800 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
414236 Bacteria_16S 139211 139275 1 65 gi| 265678970 
strain ST26 16S ribosomal RNA, partial sequence 138055 13953 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
414236 Bacteria_16S 140740 140804 1 65 gi| 265678969 
strain ST50 16S ribosomal RNA, partial sequence 139582 14105 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
414236 Bacteria_16S 159006 159070 1 65 gi| 265678957 


56 


3756485 3757942 Mycop 


56 
ce 


56 
e 


gi 


gi 


3797117 37986 
ammaproteobacteria; Thiotrichales; Pis 


gi 


3835060 38365 


219846394 


219846364 


ciricketts 
219846338 


ref|NR_025985.1 
lasma alvi Bacte 


Mycoplasma alvi strain 
ria; Tenericutes; 


ref|NR_025955.1| Cycloclasticus pugetii 
10 Cycloclasticus pugetii Bacteria; 
iaceae; Cycloclasticus. 

ref|NR_025928.1|] Halomonas halodurans 
33 Halomonas halodurans Bacteria; 

aceae; Halomonas. 

ref|NR_025927.1| Halomonas pacifica 

63 Halomonas pacifica Bacteria; 

aceae; Halomonas. 

ref|NR_025918.1 
nce 385021 
ridi Rumino 


Bacteroides 
8 3851681 Bacteroides 
ales; coccaceae; unclassified 
ref|NR_025917.1 
3851732 385319 
uminococcaceae; 
ref|NR_025808.1 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Algoriphagus marincola 
03 Algoriphagus marincola Bacteria; 
ceae; Algoriphagus. 
ref|NR_025768.1| Nocardiopsis salina 
36 Nocardiopsis salina Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025759.1| Nocardia xishanensis 
23 Nocardia xishanensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_025745.1| Algoriphagus 

4095844 4097268 Algoriphagus 
bacteriales; Cyclobacteriaceae; 


ref|NR_025744.1 
4097319 409874 
riales; Cyclobac 
ref |NR_025743.1 
4098796 410017 
bacteriales; Cyc 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


ref|NR_025653.1 
4216320 421777 
cetales; Strepto 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


ref |NR_029350.1 
33385 Microb 
ococcineae; Micr 


Microbacterium 
acterium flavescens 
obacteriaceae; 


ref |NR_029328.1| Bogoriella caseolytica 
Bogoriella caseolytica Bacteria; 

; Bogoriellaceae; Bogoriella. 

ref|NR_029291.1| Cellulosimicrobium 
118321 119772 Cellulosimicrobium 

ales; Micrococcineae; 


’ 


, 


ref|NR_029290.1] Cellulomonas uda 

2 Cellulomonas uda Bacteria; 

; Cellulomonadaceae; Cellulomonas. 

ref |NR_029288.1| Cellulomonas hominis 
8 Cellulomonas hominis Bacteria; 

; Cellulomonadaceae; Cellulomonas. 
ref|NR_029279.1| Oerskovia turbata 

4 Oerskovia turbata Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_029278.1| Sanguibacter suarezii 
1 Sanguibacter suarezii Bacteria; 

; Sanguibacteraceae; Sanguibacter. 
ref|NR_029277.1| Sanguibacter inulinus 
8 Sanguibacter inulinus Bacteria; 

; Sanguibacteraceae; Sanguibacter. 


arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 


ref|NR_029265.1| Microbacterium 
157869 159336 Microbacterium 


arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


Rhodococcus. 


strain S-16 16S 
Tenericutes; Mol 


414236 Bacteria_ 
coprophilus strai 
coprophilus Bacte 


414236 Bacteria_ 


16S 246326 246378 3 55 gi 


ria; Actinobacteria; Actinobacteridae; 
16S 274942 274966 31 55 


ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 


gi 


n CUB 687 16S ribosomal RNA, partial s 


273748 27524 


414236 Bacteria_16S 299145 299209 1 65 gi| 265678861 |ref|NR_029167.1 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplas 
414236 Bacteria_16S 308368 308432 1 65 gi| 265678855 |ref|NR_029161.1 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 30872 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
414236 Bacteria_16S 309881 309937 1 57 gi|265678854|ref|NR_029160.1 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Rumino 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
414236 Bacteria_16S 315925 315977 3 55 gi|265678850|ref|NR_029155.1 
strain 2678 16S ribosomal RNA, partial sequence 314818 31623 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
group. 

414236 Bacteria_16S 340624 340676 3 55 gi|265678831|ref|NR_029136.1 
strain S-182 16S ribosomal RNA, partial sequence 339450 34088 

Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

414236 Bacteria_16S 349554 349618 1 65 gi| 265678825 |ref|NR_029130.1 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromy 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
414236 Bacteria_16S 377860 377924 1 65 gi| 265678803 |ref|NR_029108.1 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacter 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
414236 Bacteria_16S 397738 397802 1 65 gi|265678790|ref|NR_029095.1 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Cellulomonadaceae; Cellulomonas. 

414236 Bacteria_16S 402401 402465 1 65 gi| 265678787 |ref|NR_029092.1 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Microbacteriaceae; Agromyces. 

414236 Bacteria_16S 424075 424127 3 55 gi|265678772|ref|NR_029077.1 
strain F12 16S ribosomal RNA, partial sequence 422881 42442 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 462531 462595 1 65 gi| 265678743 |ref|NR_029048.1 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 46285 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
414236 Bacteria_16S 467066 467130 1 65 gi|265678740|ref|NR_029045.1 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteri 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

414236 Bacteria_16S 499347 499411 1 65 gi|265678719|ref|NR_029024.1 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrog 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy 
414236 Bacteria_16S 500899 500963 1 65 gi|265678718|ref|NR_029023.1 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 50125 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenopha 
414236 Bacteria_16S 551297 551349 3 55 gi| 265678685 |ref|NR_028990.1 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacil 
414236 Bacteria_16S 611722 611774 3 55 gi|265678644|ref|NR_028949.1 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
414236 Bacteria_16S 636072 636136 1 65 gi| 265678627 |ref|NR_028932.1 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
414236 Bacteria_16S 637603 637667 1 65 gi|265678626|ref|NR_028931.1 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
414236 Bacteria_16S 648472 648536 1 65 gi| 265678619 |ref|NR_028924.1 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
414236 Bacteria_16S 675458 675522 1 65 gi|265678599|ref|NR_028904.1 


strain W16 16S ribosomal RNA, partial sequence 


265678898 
equence 
Actinomyc 


265678877 


ref |NR_029206.1] Rhodococcus 

245166 246646 Rhodococcus 
etales; Corynebacterineae; Nocardiaceae; 
ref|NR_029183.1| Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Anaeroplasma 
Anaeroplasma 


mataceae; Anaeroplasma. 


Comamonas testosteroni 


3  Comamonas testosteroni Bacteria; 


Ruminococcus callidus 
coccus callidus 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Rickettsia; typhus 


Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 

Agromyces ulmi strain 
ia; Actinobacteria; 


Cellulomonas 
Cellulomonas 
ccineae; 


Agromyces cerinus 
402730 Agromyces 


es; Micrococcineae; 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Rothia amarae strain 
a; Actinobacteria; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Lactobacillus 
Lactobacillus 

lus. 
Lactobacillus 
Lactobacillus 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Kocuria polaris strain 
ria; Actinobacteria; 


Dermatophilus chelonae 


674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 


414236 Bacteria_16S 
strain 216 16S ri 


708352 708416 1 


Luteococcus. 
414236 Bacteria_16S 
strain 4N13 16S r 
Proteobacteria; G 
414236 Bacteria_16S 
strain 9A01 16S r 
Proteobacteria; G 
414236 Bacteria_16S 
strain 4B02 16S r 


746547 746598 3 
ibosomal RNA, partial 


747922 747973 3 
ibosomal RNA, partial 


749297 749348 3 
ibosomal RNA, partial 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


ammaproteobacteria; Pseudomonadales; M 


ammaproteobacteria; Pseudomonadales; M 


65 gi 


ionibacter 

55 gi| 265678549 
sequence 745469 74679 
oraxellace 

55 gi| 265678548 
sequence 746844 74816 
oraxellace 

55 gi| 265678547 
sequence 748219 74954 


707255 70861 


265678577 


ref|NR_028882.1 


ineae; Propionib 
ref |NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Acinetobacter tandoii 
tandoii Bacteria; 
ry 

Acinetobacter gerneri 
gerneri Bacteria; 
rs 

Acinetobacter bouvetii 
bouvetii Bacteria; 
r. 

Acinetobacter 

Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 
r. 

Acinetobacter baylyi 
baylyi Bacteria; 
r. 

Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; 
Rathayibacter caricis 

ibacter caricis 

obacteriaceae; 


Agromyces. 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Leifsonia poae strain 
eae; Leifsonia. 
Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 

ga. 

Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 
onadaceae; 


Giesbergeria sinuosa 


sinuosa Bacteria; 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
414236 Bacteria_16S 750672 750723 3 55 gi| 265678546 |ref|NR_028850.1 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Acinetobacter. 

414236 Bacteria_16S 752047 752098 3 55 gi| 265678545 |ref|NR_028849.1 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
414236 Bacteria_16S 753422 753473 3 55 gi|265678544|ref|NR_028848.1 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
414236 Bacteria_16S 756423 756487 1 65 gi| 265678542 |ref|NR_028846.1 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 75674 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
414236 Bacteria_16S 885868 885932 1 65 gi|265678454|ref|NR_028756.1 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathay 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Rathayibacter. 

414236 Bacteria_16S 887404 887468 1 65 gi| 265678453 |ref|NR_028755.1 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
414236 Bacteria_16S 908854 908878 33 57 gi|265678439|ref|NR_028741.1 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
414236 Bacteria_16S 911964 912028 1 65 gi| 265678437 |ref|NR_028739.1 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
414236 Bacteria_16S 942890 942954 1 65 gi| 265678417 |ref|NR_028719.1 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamo 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
414236 Bacteria_16S 944453 944517 1 65 gi|265678416|ref|NR_028718.1 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenopha 
414236 Bacteria_16S 947580 947644 1 65 gi|265678414|ref|NR_028716.1 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Com 
Hydrogenophaga. 

414236 Bacteria_16S 952266 952330 1 65 gi|265678411|ref|NR_028713.1 
strain 146 16S ribosomal RNA, partial sequence 951100 95259 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
414236 Bacteria_16S 953817 953881 1 65 gi|265678410|ref|NR_028712.1 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comam 
Simplicispira. 

414236 Bacteria_16S 955377 955441 1 65 gi|265678409|ref|NR_028711.1 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria 
414236 Bacteria_16S 967712 967764 3 55 gi|265678400|ref|NR_028702.1 
strain 4A 16S ribosomal RNA, partial sequence 966531 96793 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
414236 Bacteria_16S 995334 995389 1 56 gi| 265678381 |ref|NR_028683.1 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Acidaminobacter. 

414236 Bacteria_16S 1068363 1068387 33 57 gi| 265678332 |ref|NR_028634.1 
yabuuchiae strain A1-18 16S ribosomal RNA, partial sequence 1067203 1068656 Sphing 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadacea 
414236 Bacteria_16S 1077132 1077196 1 65 gi|265678325|ref|NR_028627.1 


strain YLM-32 16S ribosomal RNA, partial sequence 


Rarobacter incanus 


1075986 1077478 Rarobacter incanus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 


acillales; Bacil 


POP eS 


serovar 3 str. 
serovar 3 str. 


strain R 16S ribo 


Proteobacteria; Alphapro 


fever group. 


CMS 81 16S riboso: 
Actinobacteridae; 


multipartita DSM 


44233 Bacteria; Actinoba 


Nakamurella. 


colihominis DSM 1 
17241 Bacteria; F 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 
4 
phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 
4 
sychrophilus str 
sychrophilus Bac 


p 
p 
4 
halotolerans stra 
halotolerans Bact 
4 
strain LM 161 16S 


subsp. carnosus s 
sakei subsp. carn 


414236 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


rs 


DSM 10542 16S rib 
Bacteria; Actinob 
anguibacter. 


Ss 
4 
magneticus strain 
Bacteria; Proteob 
4 
cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


414236 Bacteria_16S 


caeruleus subsp. 
Actinomycetales; 
bolidensis strain 


bolidensis Bacter 
Intrasporangiacea 


414236 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


14236 Bacteria_16S 
139 16S ribosoma 


14236 Bacteria_16S 
strain 14 16S rib 
Actinobacteria; Actinoba 
414236 Bacteria_16S 
AT 
AT 
414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


14236 Bacteria_16S 
ain YKJ-115 16S ribosomal RNA, partial 


Jeotgal 
14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


Actino: 
1161869 1161933 1 
44233 1 


65 gi 


cteria; 


1184592 1184648 1 57 


gi 
irmicutes; Clostridia; Clostridiales; 
1219263 1219327 1 65 gi 
16S ribosomal RNA, partial sequence 


1234480 1234544 1 65 gi 


; Microbacterium. 


1285503 1285555 3 55 gi 


teria; Firmicutes; Bacillales; 
1287060 1287112 3 55 gi 
in YKJ-101 16S ribosomal RNA, partial 


1300518 1300582 1 
ribosomal RNA, 


65 
complete sequence 


gi 


1328188 1328240 3 55 gi 
osus Bacteria; Firmicutes; 
1329628 1329680 3 55 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; 
1349603 1349667 1 

osomal RNA, partial sequence 


65 gi 


1369167 1369219 3 
RS-1 16S ribosomal RNA, 


55 gi 


1402250 1402314 1 65 gi 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 


1494891 1494955 1 


v 


65 gi 


1626513 1626577 1 65 gi 
ia; Actinobacteria; Actinobacteridae; 
e; Arsenicicoccus. 

1688894 1688946 3 55 
bosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 


gi 


414236 Bacteria_16S 


1698219 1698283 1 65 gi 


mycetales; Micrococcineae; Micr 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actin 


7241 16S ribosomal RNA, partial sequen 


acteria; Actinobacteridae; Actinomycet 


eria; Firmicutes; Bacillales; Jeotgali 
14236 Bacteria_16S 


Clostridiales; Veillo 


complete sequ 
acteria; Deltaproteobacteria; Desulfov 
14236 Bacteria_16S 
33 16S ribosomal RNA, partial sequence 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporineae; Micromonosporaceae 
414236 Bacteria_16S 
CCUG 47306 16S ribosomal RNA, partial 


obacteriac 
228721225 
nce 11607 
omycetales 


228717037 
ce 11834 
Ruminococc 
219878368 
12181 
ales; 
219878266 
ia 
ae; 
219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
219846779 


1299363 13008 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
414236 Bacteria_16S 
train CCUG 34545 16S ribosomal RNA, pa 
Lactobacill 


ionibacter 
219846129 
rtial sequ 
ales; Lact 
219846090 

13284 
nellaceae; 
228720600 


1348448 13499 
acteria; Actinobacteridae; Actinomycet 


ales; Micr 
228718692 
ence 13679 
ibrionales 
228715351 

14011 
Actinomyce 


219846703 
RNA, pa 
; Couchiop 
219878459 
sequence 
Actinomyce 


219878415 


1687712 16892 


219878409 


Prop 


1 sequen 
Actino: 


eae; 
ref 


ara 
ref 


acea 
ref 


ioni 


ref 


myce 


ref 


ref 


ref 
inea 
ref 
ence 
obac 
ref 


Dia 
ref 


ococ 
ref 


; De 
ref 


tale 


ref 
rtia 


lane 
ref 


tale 


ref 


ref 


39 1162206 Nakamu 


85 1184849 Anaer 


99 1219566 Luteo 


ce 1233340 12348 


1284334 12858 


1285891 12873 


39 1329962 Diali 


42 Sanguibacter 


77 1369516 Desul 


11 1402554 Leifs 


1625384 16268 


Leifsonia. 
NR_027604.1 
ankineae; Na 
NR_027558.1 
° 
e; Anaerotru 
NR_025507.1 

ic 
bacterineae; 


NR_025405.1 
1 
tales; Micro 
NR_025644.1 


4 


NR_025643.1 
9 


NR_026371.1 


e; Nocardioi 
NR_025719.1 

132699 
illaceae; La 
NR_025680.1 
s 
lister. 
NR_027595.1 
cineae; Sang 
NR_027575.1 
£ 
sulfovibrion 
NR_027523.1 
° 
s; Micrococc 
NR_026295.1 
1 sequence 


Ss. 
NR_025598.1 
5 
Cc 


Ss; Micrococ 


NR_025554.1 


1087723 1087775 3 55 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
laceae; Bacillus. 
1102749 1102813 1 65 gi|265678308|ref|NR_028610.1| Agromyces rhizospherae 
osomal RNA, partial sequence 1101592 1103101 Agromyces rhizospherae Bacteria; 
cteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
1122589 1122653 1 65 gi|228715451|ref|NR_027532.1| Ureaplasma parvum 
CC 27815 16S ribosomal RNA, partial sequence 1121455 1122893 Ureaplasma parvum 
CC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 
1130091 1130143 3 55 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
somal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
teobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
1137630 1137694 1 65 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
mal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Microbacterium 
7 Microbacterium 


coccineae; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Lactobacillus sakei 

5 1328388 Lactobacillus 

ctobacillus. 

Dialister invisus DSM 

ter invisus DSM 15470 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Desulfovibrio 

ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Leifsonia xyli subsp. 
nia xyli subsp. 

ineae; 


Couchioplanes 


1493762 1495216 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Microbacterium 


NR_025548.1 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


strain LMG 3475 1 
roteobacteria; B 


axobsidens strai 
axobsidens Bacte 
lastococcus. 


aurometabola str 
aurometabola Bac 
Cellulomonadaceae 


Co PWUN DH BID 


strain DSM 46000 


Actinomycetales; 
herbarum strain P 
herbarum Bacteria 


Curtobacterium. 

strain P 229/10 1 
strain DSM 20285 
Firmicutes; Lacto 


strain DSM 12838 
Proteobacteria; D 


foliorum strain P 
foliorum Bacteria 


Microbacterium. 


strain EDIV 16S r 


strain CCUG 35957 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


1725730 1725794 1 


1789176 1789240 1 


1806059 1806123 1 


; Oerskovia. 
1807597 1807661 1 


1812179 1812243 1 


1821388 1821452 1 


1822914 1822978 1 
1918693 1918745 3 
bacillales; 


1933982 1934034 3 


1949213 1949277 1 


1956710 1956734 33 


Micrococcineae; Microbacteriaceae; 
414236 Bacteria_16S 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 


65 gi 


65 gi 


65 gi 


65 gi 


65 gi 


65 gi 


65 gi 


55 gi 
55 gi 


65 gi 


57 gi 


219878391 


6S ribosomal RNA, partial sequence 1724592 17259 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
14236 Bacteria_16S 


219878343 


n BC448 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


219878332 


ain DSM 14281 16S ribosomal RNA, partial sequenc 
teria; Actinobacteria; Actinobacterida 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
414236 Bacteria_16S 
flaccumfaciens pv 


219878328 


- flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


219878322 


420/07 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


219878321 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
414236 Bacteria_16S 


219878249 


16S ribosomal RNA, partial sequence 1917484 19190 


Lactobacillaceae; Pediococcus. 


219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
eltaproteobacteria; Desulfovibrionales; 
414236 Bacteria_16S 


219878229 


333/02 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomyceta 


219878224 


1955571 19570 


Sphingomonadales; Sphingomon 
2035897 2035961 1 65 gi|219878171 
16S ribosomal RNA, partial sequence 20347 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


4 

propionicum strai 
propionicum Bacte 
Propionibacteriac 
4 


avidum strain DSM 


acteria; Actinob 


quiterrae strain 
Bacteria; Actinob 
Nocardioides. 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 
Z-7984 16S ribosomal RNA, partial sequence 21901 
tes; Bacillales; Bacillaceae; Amphibacillus. 


fermentum strain 
Bacteria; Firmicu 


strain YIM 21741 


14236 Bacteria_16S 


14236 Bacteria_16S 


2077396 2077460 1 


eae; Propionibacterium. 
2082066 2082130 1 


65 gi 


65 gi 


219878138 


n DSM 43307 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Actinomyc 


219878135 


e; Actinomycetales; 


4901 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycetal 


e 20809 
es; Prop 


B 

Propionibacterium. 
414236 Bacteria_16S 
a 


414236 Bacteria_16S 


414236 Bacteria_16S 


2100282 2100346 1 
acteria; 


2118579 2118603 33 
ribosomal RNA, 


2151857 2151881 33 
ribosomal RNA, 


2191279 2191331 3 


2229032 2229096 1 


partial sequence 
Sphingomonadales; 


partial sequence 
Sphingomonadales; 


65 gi 


GW-9 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


57 gi 


57 gi 
55 gi 


65 gi 


219878122 
20991 
Prop 


219857656 


2117441 21188 


Erythrobac 
219857634 


2150729 21521 


Erythrobac 
219857605 


219857580 


16S ribosomal RNA, partial sequence 2227890 22293 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


414236 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


2315776 2315840 1 


2361141 2361205 1 


65 gi 


16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
414236 Bacteria_16S 
strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


65 gi 


219857519 
23146 


219857487 


ref |NR_025530.1 
Comamonas. 
ref |NR_025482.1 

1788037 178951 
etales; Frankine 


ref|NR_025471.1 
e 1804913 180639 
Microc 


ref|NR_025470.1 


ref|NR_025467.1 


partial sequ 


ref|NR_025461.1 

1820242 182172 
Micrococcin 
ref |NR_025460.1 


Microbacteriac 
ref|NR_025388.1 


ref |NR_025378.1 
Des 
ref |NR_025368.1 

1948071 194955 
les; Micrococcin 


ref|NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_025310.1 
53 2036233 Rothia 
3 Micrococcaceae 
ref|NR_025277.1 

2076251 207775 
etales; Propioni 


ref|NR_025274.1 
23 2082426 Propio 
ionibacterineae; 


ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 


ref|NR_025245.1 
82 Erythrobacter 
teraceae; Erythr 
ref|NR_025223.1 


teraceae; Porphy 
ref|NR_025193.1 
08 2191561 Amphib 
ref|NR_025168.1 
; Microbacteriac 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Curtobacterium. 


Curtobacterium 
4 Curtobacterium 
eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 


ulfomicrobium. 
Microbacterium 

0 Microbacterium 

eae; Microbacteriaceae; 


Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Rothia nasimurium 
nasimurium Bacteria; 

; Rothia. 
Propionibacterium 

6 Propionibacterium 

bacterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Amphibacillus 
acillus fermentum 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Comamonas koreensis 
nas koreensis Bacteria; 


ref|NR_025075.1 


Subtercola frigoramans 


2360002 2361474 Subtercola frigoramans Bacteria; 


Subtercola. 


6S 2362660 2362724 1 65 gi| 219857486 |ref|NR_025074.1 
ibosomal RNA, partial sequence 2361525 23629 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
6S 2370290 2370314 31 55 gi|219857480|ref|NR_025068.1 


strain MT-1077 16 
Firmicutes; 


Nocardiaceae; 


strain BD-87 16S 
Firmicutes; Bacil 


4 
s 
s 
4 
taejonensis strai 
t 


Sphingopyxis. 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 
strain 3T 16S rib 


Tenericutes; Moll 
4 


Tenericutes; Moll 


Firmicutes; 


414236 Bacteria_1 
strain K300 16S r 


414236 Bacteria_1 
strain HRC292 16S 
Tenericutes; Moll 
414236 Bacteria_1 
strain PG15 16S r 
Tenericutes; Moll 
414236 Bacteria_1 


Lacto 
414236 Bacteria_1 
pyridinivorans st 
pyridinivorans Ba 
Rho 
414236 Bacteria_16S 


14236 Bacteria_16S 
apomandens strai 
apomandens Bacte 
14236 Bacteria_16S 


aejonensis Bacte 


414236 Bacteria_16S 


14236 Bacteria_16S 
strain PG13 16S r 


414236 Bacteria_16S 
palleronii strain 
palleronii Bacter 
414236 Bacteria_16S 
strain SR12 16S r 
Clost 
414236 Bacteria_16S 
strain O 16S ribo 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2373310 2373334 31 55 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ribosomal RNA, partial sequence 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487017 2487041 31 55 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2543883 2543947 1 65 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2559265 2559317 3 55 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
2577722 2577786 1 


Eubacteriaceae; 
65 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


414236 Bacteria_16S 


strain I 16S ribo 


2579151 2579215 1 65 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


414236 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


4 
naphthovorans str 
naphthovorans Bac 
4 
strain SEBR 4211 

Firmicutes; Clost 


414236 Bacteria_16S 


bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 


414236 Bacteria_16S 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


414236 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


414236 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


14236 Bacteria_16S 


14236 Bacteria_16S 


2606911 2606963 3 55 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2608477 2608529 3 55 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2616229 2616284 1 56 gi 
ridia; Clostridiales; Clostridiales Fa 
2626952 2627016 1 65 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

2657326 2657390 1 65 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

2660370 2660434 1 65 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2673813 2673865 3 55 
rain OND 32 16S ribosomal RNA, 
cteria; Firmicutes; Lactobacillales; 


gi 


s 


’ 


Eu 


oc 


oc 


nc 
ib 


ia 


er 


mi 


eq 


v 


1 
da 


al 


e 


ia; 


ly 


e; 


es; 


2369126 23705 


219857478 
2372144 23736 


6S 2405151 2405203 3 55 gi| 219857457 |ref|NR_025045.1 
S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus 
bacillales; Lactobacillaceae; Lactobacillus. 
6S 2422165 2422217 3 55 gi| 219857445 |ref|NR_025033.1 
rain PDB9 16S ribosomal RNA, partial sequence 2421026 242250 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
dococcus. 

2426756 2426820 1 65 gi|219857441|ref|NR_025029.1 


2425586 24269 


lales; Planococcaceae; Viridibacillus. 
2429564 2429619 1 56 gi| 219857438 |ref|NR_025026.1 
n DSM 3223 16S ribosomal RNA, partial sequence 2428395 242981 
ria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desu 
2458403 2458427 33 57 gi|219857411|ref|NR_024999.1 
n JSS-54 16S ribosomal RNA, partial sequence 2457264 245870 
ria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphi 
2459893 2459917 33 57 gi|219857410|ref|NR_024998.1 

ribosomal RNA, partial sequence 2458757 24601 

Sphingomonadales; Sphingomonadaceae; Sphingo 
2477984 2478008 31 55 gi| 219857398 |ref|NR_024986.1 


2476824 24782 


219857392 
2485849 24873 


219857348 
equence 
Burkhold 
219857338 
2558106 25596 
bacteriu 
219857283 
somal RNA, partial sequence 2576563 2577940 Cellu 
occineae 
219857282 
somal RNA, partial sequence 2577991 2579369 Cellu 
occineae 
219857264 


26057 


rionales 
219857263 
1 sequen 
Ocea 
219857255 
16S ribosomal RNA, partial sequence 2615060 26165 


XII. 


219857247 
uence 
Actinomy 


219857219 
sequence 
Actin 


219857217 


26592 


Prop 


219857207 
complete sequence 
Lactobacillaceae; 


ref|NR_025066.1 


ref|NR_024980.1 


ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024926.1 


m. 
ref 
lomo 
7 Ce 
ref 
lomo 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024886.1 


Incertae Sedis; 
ref|NR_024877.1 

2625807 262727 
cetales; Propion 


ref|NR_024847.1 
2656189 265766 
omycetales; Prop 


Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Lactobacillus kimchii 
kimchii Bacteria; 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
1lfotomaculum. 

Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


97 Sphingomonas koreensis Bacteria; 


monas. 
Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae 


, 


ref|NR_024835.1 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Lactobacillus 


2672606 267416 
Lactobaci 


4 Lactobacillus 
llus. 


rectilineatus Bac 


Micromonosporacea 
414236 Bacteria_16S 


strain IFO 12513 


414236 Bacteria_ 
strain IFO 13911 


414236 Bacteria_ 
strain IFO 14915 


414236 Bacteria_ 
strain IFO 12512 


derwentensis stra 
derwentensis Bact 


Micromonosporacea 
414236 Bacteria_16S 


consettensis stra 
consettensis Bact 
Micromonosporacea 


campanulatus stra 
campanulatus Bact 


Micromonosporacea 


acidipiscis strai 
acidipiscis Bacte 


strain IFO 16238 


strain IFO 16235 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


414236 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


414236 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


414236 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


aperdae strain I 
aperdae Bacteria 
icrobacterium. 


POV) B® 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


414236 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
14236 Bacteria_16S 


4 
strain 087-AZ-H 1 
Proteobacteria; G 


414236 Bacteria_16S 


strain 801 16S ri 


414236 Bacteria_16S 
strain Al-3 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
414236 Bacteria_16S 
rectilineatus str 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


2748693 2748757 1 65 
ibosomal RNA, partial sequence 


gi 


oc 
2796755 2796819 1 65 gi 
ain IFO 13941 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Actinoplanes. 

2799798 2799862 1 


al 
e; 


65 gi 


6S 2801321 2801385 1 65 gi 


6S 2802842 2802906 1 65 gi 


6S 2804363 2804427 1 65 gi 


2805885 2805949 1 65 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2807407 2807471 1 65 gi 
in IFO 14913 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2808929 2808993 1 65 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2837683 2837737 1 55 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2839120 2839184 1 65 gi 


1 
i 


2 
1 
; 


qu 
ob 


oc 


2840680 2840744 1 65 gi 


oc 


2891646 2891710 1 65 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2941710 29417741 65 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2943226 2943290 1 65 gi 
YU655-43 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Virgisporangium. 

2956829 2956893 1 65 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

2958287 2958351 1 65 gi 
FO 15038 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


se 


eq 


ia 
ae 


’ 


qu 
ti 


v 


2959748 2959812 1 65 gi 
FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


qu 
ti 


’ 


2965926 2965950 33 57 
bosomal RNA, partial sequence 
Sphingomonadales; 
2990348 2990399 3 55 gi 


gi 


Sp 


ammaproteobacteria; Legionellales; Legio 


219857155 
2747544 27 


219857119 


219857117 
16S ribosomal RNA, partial sequence 2798665 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857116 
16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857115 
16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosp 
219857114 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


414236 Bacteria_16S 


omonosp 
219857113 


219857112 


19857111 


219856899 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


414236 Bacteria_16S 219856897 


16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
414236 Bacteria_16S 


219856862 
Actinomyc 
219856829 


Actinomyc 


219856828 


219856819 


219856818 


219856817 


219856812 
2964771 29662 


219846930 
6S ribosomal RNA, partial sequence 2989207 29906 


488 


occineae 


sequ 
Acti 


e 
n 


ne 


0 
fo} 


01 
ci 


0 
fo} 


16 
ri 


0 
fo} 


31 
ri 


0 
fo} 


47 
ri 


n 
O: 


ce 
my: 


seque 
Actin 


seque 
Actin 


n 
0: 


ce 
my 


sequence 
Actinomy 


ence 
acillace 


occineae 


occineae 


quence 


uence 


ence 
inomycet 


1 sequ 
Acti 


en 
no 


’ 


ence 


nomyceta 


ence 


nomyceta 


hingomon 


nellacea 


3007125 3007189 1 65 gi 
bosomal RNA, partial sequence 


219846919 
3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


omycet 


ref |NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref|NR_024747.1 
e 2795622 279709 
ales; Micro 


ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref|NR_024744.1 
59 Actinoplanes 
neae; Micromonos 
ref |NR_024743.1 
80 Actinoplanes 
neae; Micromonos 
ref |NR_024742.1 
01 Actinoplanes 
neae; Micromonos 
ref|NR_024741.1 
2804752 280622 
cetales; Micromo 


ref|NR_024740.1 
2806275 280774 
cetales; Micromo 


ref |NR_024739.1 
2807796 280926 
cetales; Micromo 


ref|NR_024718.1 

2836503 283790 
ae; Lactobacillu 
ref|NR_024717.1 
> Mi 
ref 


crobacteriac 
NR_024716.1 


; Microbacteriac 
ref|NR_024681.1 

2890502 289195 
etales; Micromon 


ref|NR_024648.1 
2940579 294204 
etales; Micromon 


ref |NR_024647.1 

2942098 294356 
ales; Micromonos 
ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


ref |NR_024637.1 
2957165 295857 
les; Micrococcin 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 
ref |NR_024631.1 


adac 
ref 


eae; Sphingo 
NR_026522.1 


e; Legionella. 


Arthrobacter russicus 


russicus Bacteria; 


, 


Arthrobacter. 
Actinoplanes 
4 Actinoplanes 


monosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Lactobacillus 
8 Lactobacillus 
s. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 
Actinoplanes 

8 Actinoplanes 

osporineae; 


Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Sphingopyxis chilensis 


22 Sphingopyxis chilensis Bacteria; 


pyxis. 
Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


ref|NR_026511.1 


Frigoribacterium faeni 


Frigoribacterium. 


multiseptatus Bac 


Geodermatophilace 
414236 Bacteria_16S 
aurantiacus strai 


aurantiacus Bacte 
Nocardioidaceae; 


strain TAGA27 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
14236 Bacteria_16S 


4 
hydroxybenzoicum 
hydroxybenzoicum 


resistens strain 
resistens Bacteri 
Microbacterium. 

4 
strain DSM 44267 


adiophilus strai 
adiophilus Bacte 


roteolyticus str 
roteolyticus Bac 


BOT BAH A 


strain DSM 11140 


strain NZ35 16S r 
Firmicutes; Clost 
strain LMG 2142 1 


strain L2 16S rib 
Proteobacteria; G 


414236 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


414236 Bacteria_16S 


strain DSM 4132 1 
irmicutes; Clost 


F 
4 
carbinolicum stra 
carbinolicum Bact 
4 
wieringae strain 
wieringae Bacteri 


414236 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


414236 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


rs 


roseum strain DSM 
acteria; Actinob 


atsuzakiense str 
atsuzakiense Bac 
Micromonosporacea 
4 
fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


B 
D 
4 
m 
m 


414236 Bacteria_16S 


414236 Bacteria_16S 
multiseptatus str 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 
ain DSM 20540 16S ribosomal RNA, parti 
Deinococci; 
14236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


3011537 3011601 1 65 gi 


Modestobacter. 
3013095 3013159 1 


ae; 
65 gi 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3094696 3094760 1 65 
ribosomal RNA, partial sequence 


gi 


3111164 3111219 1 56 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3115751 3115815 1 65 gi 
DMMZ 1710 16S ribosomal RNA, partial s 


3153379 3153443 1 65 gi 


3167128 3167183 1 56 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 

3170160 3170215 1 56 gi 


teria; Deinococcus-Thermus; 


3226289 3226353 1 65 gi 


3241501 3241556 1 56 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3262555 3262579 33 57 gi 


gi 


Sphingomonadales; 
3268513 3268564 3 55 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3277693 3277745 3 55 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3280721 3280773 3 55 gi 


ridia; Clostridiales; Eubacteriaceae; 

3282240 3282292 3 55 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; 
3283764 3283816 3 55 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285289 3285341 3 55 gi 


ridia; Clostridiales; Eubacteriaceae; 
3324868 3324932 1 65 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 
3326395 3326459 1 65 gi 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


actylosporangium. 
14236 Bacteria_16S 


3327916 3327980 1 65 gi 
ain DSM 43810 16S ribosomal RNA, parti 


e; Dactylosporangium. 

3329435 3329499 1 65 gi 
43917 16S ribosomal RNA, partial sequ 

acteria; Actinobacteridae; Actinomycet 


3330964 3331028 1 65 gi 


ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 


n BC361 16S ribosomal RNA, partial seq 


a; Actinobacteria; Actinobacteridae; Act 


Clostrid 


teria; Actinobacteria; Actinobacterida 


219846916 
equence 
e; 


219846915 
uence 
Actinomyc 


219846859 


3093562 30950 
occineae 


oc 
219846848 
equence 
tridiales; 
219846845 
equence 


219846820 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
14236 Bacteria_16S 


oc 
219846810 
sequence 
De 
219846808 
al sequenc 
; Deinococ 
219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
414236 Bacteria_16S 


oc 
219846760 


3240430 32418 


Thermobrac 
219846746 


6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 


Sp 
219846742 


3267345 32688 


ionellacea 
219846736 
equence 

les; Eubac 
219846734 


6S ribosomal RNA, partial sequence 3279583 32810 


Acetobacte 
219846733 
sequence 
iales; Eub 
219846732 
quence 

es; Eubact 
219846731 


6S ribosomal RNA, partial sequence 3284145 32856 


Acetobacte 
219846702 
quence 
tinomyceta 


219846701 
ence 33252 
ales; Micr 


219846700 
al sequenc 
e; 


219846699 
ence 33282 
ales; Micr 


219846698 


Actinomycet 


inomycet 


occineae 


inococca 


occineae 


hingomon 


Actinomycet 


ref ps 
3010413 30118 
ales; 


ref ~ 
3011945 30134 
etal 


ref 
> Mi 
ref om 

3110031 31114 
Pep 
ref 

3114620 31160 
ales 


a 
ref 


; In 
ref 


w 


165996 31674 
les; 
ref 
e 3169032 31704 
cales; Deinococ 
ref 
; In 
ref 


hium. 
ref 
78 Sphingomonas 
adaceae; 
ref 


e; Li 
ref 

3276555 32780 
teriaceae; Acet 
ref 


egionella. 


rium. 
ref = 
3281102 32825 
acteriaceae; Ac 
ref 

3282621 32840 
eriaceae; Aceto 
ref 


rium. 
ref 

3323723 33251 
les; Micromonos 


ref 


omonosporineae; 


ref 
e 3326771 33282 
ales; Micro 


ref 
90 3329764 Dacty 
omonosporineae; 


ref 


NR_026508.1 
Frank 
NR_026507.1 
es; Propion 
NR_026451.1 
28 Kocuria palustris Bacteria; 


crococcacea 
NR_026440.1 


NR_026412.1 
13 Terracoccus luteus Bacteria; 
trasporangi 
NR_026402.1 


Deinococca 
NR_026400.1 


NR_026362.1 
21 Janibacter limosus Bacteria; 
trasporangi 
NR_026352.1 
33 Thermobrachium celere Bacteria; 
NR_026338.1 
Sphing 
NR_026334.1 
25 Legionella lytica Bacteria; 
NR_026328.1 
NR_026326.1 


51 Acetobacterium malicum Bacteria; 


NR_026325.1 
NR_026324.1 
NR_026323.1 


19 Acetobacterium woodii Bacteria; 


NR_026294.1 


NR_026293.1 


49 3326720 Dacty 


NR_026292.1 


NR_026291.1 


NR_026290.1 


9 


4 
i 


6 


tococcaceae; 
NR_026437.1 


8 


Micrococci 


6 
c 


9 
c 


2 
° 


7 
e 


9 
b 


9 


Pp 


1 


3 


1 


i 


e 


a 


a 


Modestobacter 
4 Modestobacter 
neae; 


Marmoricola 
1 Marmoricola 
bacterineae; 


Kocuria palustris 


; Kocuria. 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Microbacterium 
0 Microbacterium 
neae; Microbacteriaceae; 


Terracoccus luteus 


ceae; Terracoccus. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Janibacter limosus 


ceae; Janibacter. 
Thermobrachium celere 


Sphingomonas trueperi 


trueperi Bacteria; 
fo) 


monas. 
Legionella lytica 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium malicum 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia terevasa 


strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 


414236 Bacteria_16S 3333987 33340511 


14236 Bacteria_16S 3335481 3335545 1 


icromonosporaceae; Actinoplanes. 
14236 Bacteria_16S 3353750 3353802 3 
strain FB2 16S ri 
Proteobacteria; 
414236 Bacteria_16S 


strain DSM 7083 1 


3356853 3356905 3 


414236 Bacteria_16S 3397826 3397890 1 


strain DSM 43852 


414236 Bacteria_16S 
strain DSM 3133 1 


3488269 3488333 1 


414236 Bacteria_16S 
strain DSM 43045 


3504767 3504831 1 


414236 Bacteria_16S 3506294 3506358 1 


strain DSM 20145 
414236 Bacteria_16S 3507812 3507876 1 
testaceum strain 
testaceum Bacteri 
Microbacterium. 

414236 Bacteria_16S 
liquefaciens stra 


3509333 3509397 1 


Microbacteriaceae; Microbacterium. 
414236 Bacteria_16S 3510853 3510917 1 
imperiale strain DSM 2053 

imperiale Bacteria; 
Microbacterium. 
414236 Bacteria_16S 3513901 3513965 1 
strain DSM 7485 16S ribos 
Actinobacteria; Actinobac 
414236 Bacteria_16S 3515425 3515489 1 
strain DSM 7486 16S ribos 
Actinobacteria; Actinobac 
414236 Bacteria_16S 3516944 3517008 1 
strain DSM 20542 16S ribo 
Actinobacteria; Actinobac 
414236 Bacteria_16S 
strain DSM 20528 


3518466 3518530 1 


414236 Bacteria_16S 3552249 35523041 
strain IndiB4 16S 
irmicutes; Clost 
14236 Bacteria_16S 
sychrotropica st 
sychrotropica Bacteria; Proteobacteria; 
14236 Bacteria_16S 3680017 3680069 3 
aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spotted fever group. 
414236 Bacteria_16S 3701013 3701077 1 
strain D6-1 16S r 
Tenericutes; Moll 
414236 Bacteria_16S 
auranticolor stra 
Bacteria; Actinob 
Actinoplanes. 
414236 Bacteria_16S 
philippinensis st 


F ridia; Clostridiales; 
4 3663205 3663257 3 
Pp 
Pp 
4 


3713087 37131511 


3714548 3714612 1 


Micromonosporaceae; Actinoplanes. 
414236 Bacteria_16S 3769571 3769635 1 


michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


65 gi 


65 gi 


4 

brasiliensis strain DSM 43805 16S ribosomal RNA, partia 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae 
M 
4 


55 gi 


55 gi 
65 gi 
65 gi 
65 gi 
65 gi 


65 gi 


DSM 20166 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


65 gi 


in DSM 20638 16S ribosomal RNA, partia 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae 


65 gi 


0 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Act 


65 gi 


65 gi 
65 gi 
65 gi 


56 gi 


Clostridiaceae; 


55 gi 


rain ACAM 179 16S ribosomal RNA, parti 


Gammaproteobac 
55 gi 


65 gi 


65 gi 


65 gi 


rain P-15 16S ribosomal RNA, partial s 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


65 gi 


219846696 


strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846695 
1 


219846682 


3352589 33540 


H 
219846679 


6S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846647 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846571 
equence 


219846570 
1 


219846569 
equence 


219846567 


omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Microc 


219846566 


omal RNA, partial sequence 3514284 35157 
teridae; Actinomycetales; Microc 


219846565 


somal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Microc 


219846564 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846542 


3551089 35526 
loramato 


Ca 
219846463 
al sequenc 
te 
219846451 


ain Mcl6 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobact 


eria; 


219846436 


3699882 37013 


219846428 


in 253 16S ribosomal RNA, partial sequence 37119 
acteria; Actinobacteridae; Actinomycet 


ales; 


219846427 
equence 


219846385 


sequence 
Actinomyceta 


occineae 


occineae; 


occineae; 


inomycet 


sequence 


Actinomyceta 


inomycet 


occineae; 


occineae; 


occineae; 


occineae 


ria; Alteromonadales; 


Ricketts 


Micromonosporineae; 


Actinomycetales; 


ref|NR_026288.1 
Micromonos 
ref|NR_026287.1 

3334351 333579 
les; 
ref |NR_026274.1 
Halomona 
ref|NR_026271.1 
rmabacterace 
NR_026239.1 


De 
ref 


1llulomonadac 
NR_026176.1 


; Ce 
ref 
; Ce 
ref 


1llulomonadac 
NR_026165.1 
; Microbacteriac 
ref|NR_026164.1 
Microbacteriac 
ref|NR_026163.1 

3506673 350814 
ales; Micrococci 


ref|NR_026162.1 
3508192 350966 
les; Microco 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


ref|NR_026159.1 
33 Rathayibacter 
Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
Microbacteriac 
NR_026157.1 


ref 


crobacteriac 
NR_026156.1 


Mi 
ref 


v 
ref 


Microbacteriac 
NR_026134.1 


ae 
ref|NR_026055.1 
e 3662041 366352 
Co 
ref |NR_026042.1 

3678896 368032 
iales; Ricke 


ref |NR_026027.1 


ref|NR_026019.1 
82 3713392 Actino 


ref|NR_026018.1 
3713443 371485 
Micro 


Actinoplanes regularis 


00 Actinoplanes regularis Bacteria; 
omonosporineae; 


poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


alomonadaceae; Ss. 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 
occineae; 


ae; Dermabacter. 
Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 
occineae; 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Colwellia 
6 Colwellia 
lwelliaceae; 
Rickettsia 
3 Rickettsia 
ttsiaceae; Rickettsieae; 


Colwellia. 


Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


ref|NR_025976.1 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 


414236 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


414236 Bacteria_16S 3831860 3831916 1 57 gi 
flavefaciens strain C94 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Rumino 
414236 Bacteria_16S 3840782 3840846 1 65 gi 
aggregatus strain B15 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Blastococcus. 

414236 Bacteria_16S 3846881 3846933 3 55 gi 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 


strain ATCC VR-61 


Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Ric 
spotted fever group. 

414236 Bacteria_16S 3892848 3892880 33 65 gi|219846300|ref|NR_025890.1 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 389163 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillale 
Halomonas. 

414236 Bacteria_16S 3918397 3918461 1 65 gi|219846282|ref|NR_025872.1 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 391873 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micromonosporaceae; Spirilliplanes. 

414236 Bacteria_16S 3963483 3963547 1 65 gi|219846250|ref|NR_025840.1 
strain FR2 16S ribosomal RNA, partial sequence 3962329 39637 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

414236 Bacteria_16S 3972334 3972398 1 65 gi|219846244|ref|NR_025834.1 
denitrificans strain AS-P1l 16S ribosomal RNA, partial sequence 3971185 397263 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
414236 Bacteria_16S 3995782 3995806 33 57 gi|219846228|ref|NR_025818.1 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
414236 Bacteria_16S 3998767 3998791 33 57 gi|219846226|ref|NR_025816.1 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 399906 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryt 
Porphyrobacter. 

414236 Bacteria_16S 4012260 4012324 1 65 gi|219846215|ref|NR_025805.1 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 40125 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
414236 Bacteria_16S 4024367 4024431 1 65 gi| 219846207 |ref|NR_025797.1 


strain 20-5 16S r 


414236 Bacteria_16S 


3783307 3783331 31 55 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 


in 3-7-6 16S ribosomal RNA, complete s 
eria; Proteobacteria; Alphaproteobacte 
ed fever group. 

3848371 3848423 3 55 gi 
1 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


219846375 
ence 37821 
coplasma. 
219846341 
ence 38307 
coccaceae; 
219846335 
ce 38396 
ales; Fran 
219846331 
equence 
ria; Ricke 


219846330 
38472 


4023267 40246 


ref|NR_025966.1 
35 3783570 Mycopl 


ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ref|NR_025921.1 
3845748 384718 
ttsiales; Ricket 


ref |NR_025920.1 
38 3848677 Ricket 


Mycoplasma 
asma leopharyngis 


Ruminococcus 
coccus flavefaciens 


Blastococcus 
coccus aggregatus 
tophilaceae; 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 
kettsieae; Rickettsia; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Spirilliplanes 
6 Spirilliplanes 


monosporineae; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Clostridium 
Clostridium 

lostridium. 
Actinobaculum schaalii 

schaalii Bacteria; 

ae; Actinobaculum. 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
414236 Bacteria_16S 4051634 4051698 1 65 gi|219846186|ref|NR_025776.1 
ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 4050504 405187 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Nocardioidaceae; Nocardioides. 

414236 Bacteria_16S 4102958 4103010 3 55 gi|219846151|ref|NR_025741.1 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41031 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 4110456 41105201 65 gi| 219846145 |ref|NR_025735.1 
strain HD9 16S ribosomal RNA, partial sequence 4109294 41108 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
414236 Bacteria_16S 4112022 4112086 1 65 gi|219846144|ref|NR_025734.1 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 41123 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
414236 Bacteria_16S 4116470 4116522 3 55 gi|219846140|ref|NR_025730.1 
strain W4937 16S ribosomal RNA, partial sequence 4115405 41168 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
414236 Bacteria_16S 25425 25480 1 56 gi| 265679047 |ref|NR_029355.1 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 

methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
414236 Bacteria_16S 49519 49574 1 56 gi|265679031|ref|NR_029339.1 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
414236 Bacteria_16S 67831 67854 33 56 gi|265679019|ref|NR_029327.1 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 

asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


Sphingomonas. 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


414236 Bacteria_16S 105646 105701 1 56 gi| 265678993 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 10448 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoa 
414236 Bacteria_16S 110115 110170 1 56 gi| 265678989 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocur 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
414236 Bacteria_16S 136194 136249 1 56 gi| 265678972 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Actinomycetaceae; Actinomyces. 

414236 Bacteria_16S 148166 148221 1 56 gi| 265678964 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Kineosporiaceae; Kineococcus. 

414236 Bacteria_16S 160525 160580 1 56 gi| 265678956 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Pseudoclavibacter. 

414236 Bacteria_16S 189500 189554 1 55 gi| 265678937 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequenc 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; C 
414236 Bacteria_16S 255408 255431 33 56 gi| 265678892 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipi 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
414236 Bacteria_16S 270312 270367 1 56 gi| 265678880 


polysaccharolytic 


Thermoanaerobacte 
4 
strain B-3 16S ri 
irmicutes; Erysi 


F 
4 
japonicum strain 
japonicum Bacteri 
Cryptosporangium. 
4 
strain MB312 16S 
Proteobacteria; A 


strain 941 16S ri 
Proteobacteria; A 


strain AS130 16S 
Proteobacteria; A 


strain E-1-A 16S 
roteobacteria; A 


P 
4 
lituiforme strain 
Bacteria; Proteob 
4 
denitrificans str 
denitrificans Bac 
Pseudovibrio. 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


xylanilyticus str 
xylanilyticus Bac 
4 
strain PL7HG1 16S 
roteobacteria; A 


iligouense strai 
iligouense Bacte 
romicromonospora 


assiliensis stra 
assiliensis Bact 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


um strain KMTHCJT 16S ribosomal RNA, p 


Thermoanaerobacterium polysaccharolyticum Bacteria; 


rales; Thermoanaerobacterales Family I 
303686 303741 1 56 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
343527 343582 1 56 gi 
YU 636-3 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 


352499 352522 33 56 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
353960 353983 33 56 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
355419 355442 33 56 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; 
356898 356921 33 56 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
364373 364396 33 56 gi 
FailI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
371809 371832 33 56 gi 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


gi 


Rhodo 
gi 


Hypho: 
gi 


Hypho: 
gi 


373307 373330 33 56 gi 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


376293 376348 1 
ain XIL14 16S ribosomal RNA, complete 

teria; Firmicutes; Bacillales; Paeniba 
383967 383990 33 56 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
390069 390124 1 56 gi 
n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ceae; Myceligenerans. 

393245 393300 1 56 gi 
in 2301065 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Paenibac 


56 gi 


BBB 8 Ux K BID 


strain XILO8 16S 


14236 Bacteria_16S 


302503 30397 


351363 35277 


352821 35423 


354284 35569 


355741 35715 


382807 38428 


artial seq 


II. Incert 
265678858 


elotrichac 
265678829 
quence 
ctinomycet 


265678823 


biaceae; R 
265678821 


microbiace 
265678820 


microbiace 
265678818 


Sphingomon 
265678812 
ence 36326 
terales; C 
265678807 
quence 
eria; Rhod 
265678806 
quence 
teria; Sph 
265678804 
sequence 

cillaceae; 
265678799 


rhizobiace 

265678795 
sequence 
Actinomyc 


265678793 
sequence 
illaceae; 


407034 407089 1 56 gi 
ribosomal RNA, complete sequence 


Firmicutes; 


ref|NR_029301.1 
6 105949 Thermo 
naerobacteraceae 
ref |NR_029297.1 
ia varians Bacte 
; Kocuria. 
ref |NR_029280.1 

135066 136444 
cetales; Actino 


ref |NR_029272.1 
147044 148460 
etales; Kineospo 


ref|NR_029264.1 
159387 160848 
les; Micrococcin 


ref |NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref|NR_029200.1 
a broomeae Bacte 


ref 
uenc 


NR_029186.1 
e 269183 


ae S 
ref 


edis; Thermo 
NR_029164.1 


eae. 


ref |NR_029128.1 


bium. 
NR_029126.1 


hodo. 
ref 


ae; 
ref 


Rhodoplanes 
NR_029125.1 


ae; Rhodoplanes 
ref |NR_029123.1 
7 Sphingopyxis 
adaceae; Sphingo 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029112.1 
370665 372098 
obacterales; Rho 


’ 


73610 
es; S 


nibacil 
ref|NR_029104.1 
ae; Bradyrhizobi 
ref|NR_029100.1 
388894 390431 
etales; Micrococ 


ref|NR_029098.1 
392074 393575 
Paenibacillus. 


265678784 


Clostridia; 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Kocuria varians strain 
ria; Actinobacteria; 


’ 


Actinomyces 
Actinomyces 


mycineae; 


Kineococcus 
Kineococcus 
riineae; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Clostridium 

Clostridium 
lostridium. 

Afipia broomeae strain 
ria; Proteobacteria; 


Thermoanaerobacterium 
270620 


anaerobacterium. 
Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


, 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Pseudovibrio 
Pseudovibrio 
dobacteraceae; 


Sphingomonas 
Sphingomonas 


phingomonadaceae; 


Paenibacillus 
Paenibacillus 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Myceligenerans 
Myceligenerans 
cineae; 


Paenibacillus 
Paenibacillus 


ref|NR_029089.1 


Xylanibacterium ulmi 


405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanibacterium. 
414236 Bacteria_16S 
ammonificans stra 
ammonificans Bact 
414236 Bacteria_16S 
populi BJ001 16S 


408646 408669 33 


in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; 


416486 416509 33 


ribosomal RNA, partial sequence 


56 265678783 

uence 

Desulfurobacteriac 
gi|265678777 


415329 41680 


gi 


56 


ref |NR_029088.1| Thermovibrio 
407444 408915 Thermovibrio 

eae; Thermovibrio. 

ref|NR_029082.1| Methylobacterium 


5 Methylobacterium populi BJ001 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
414236 Bacteria_16S 433388 433443 1 56 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

414236 Bacteria_16S 438078 438133 1 56 gi|265678763|ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

414236 Bacteria_16S 439629 439652 33 56 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

414236 Bacteria_16S 464068 464091 33 56 gi|265678742|ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
414236 Bacteria_16S 470043 470098 1 56 gi|265678738|ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

414236 Bacteria_16S 525250 525313 1 64 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

414236 Bacteria_16S 569547 569602 1 56 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
414236 Bacteria_16S 577031 577086 1 56 gi|265678668|ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
414236 Bacteria_16S 583078 583101 33 56 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

414236 Bacteria_16S 593564 593587 33 56 gi|265678657|ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
414236 Bacteria_16S 596588 596643 1 56 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
414236 Bacteria_16S 604157 604180 33 56 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

414236 Bacteria_16S 619441 619496 1 56 gi|265678639|ref|NR_028944.1| Microbacterium 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microbacterium aerolatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

414236 Bacteria_16S 630031 630054 33 56 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

414236 Bacteria_16S 642242 642297 1 56 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

414236 Bacteria_16S 649992 650015 33 56 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

414236 Bacteria_16S 669370 669425 1 56 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

414236 Bacteria_16S 698252 698275 33 56 gi|265678584|ref|NR_028889.1| Brevundimonas 


aurantiaca strain 
Bacteria; Proteob 


414236 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
701179 701234 1 56 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 


Paenibacillus 


nce 69711 
terales; C 
265678582 


8 698533 Brevun 
aulobacteraceae; 
ref|NR_028887.1 


dimonas aurantiaca 
Brevundimonas. 
Paenibacillus odorifer 


699985 701422 Paenibacillus odorifer Bacteria; 


strain RSA19 16S 
irmicutes; 


F 
4 
b 
b 
Asticcacaulis. 
4 


414236 Bacteria_1 


Bacil 
14236 Bacteria_1 
iprosthecium str 
iprosthecium Bac 


14236 Bacteria_16S 
strain 3-p 16S ri 


743668 743719 4 55 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


4 


nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 

414236 Bacteria_16S 782517 782572 1 56 gi| 265678524 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 

cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actin 
Promicromonosporaceae; Xylanimonas. 

414236 Bacteria_16S 797800 797855 1 56 gi| 265678514 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequenc 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillac 
414236 Bacteria_16S 825371 825394 33 56 gi| 265678496 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
414236 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
414236 Bacteria_16S 
strain VPI D 75 B 
Clost 
414236 Bacteria_16S 


Firmicutes; 


strain ATCC 43541 
Firmicutes; Clost 


414236 Bacteria_16S 


subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 


414236 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


414236 Bacteria_16S 


strain AMX51 16S 


14236 Bacteria_16S 
nematophilus stra 


762449 762504 1 56 


gi 


826873 826896 33 56 


gi 


828414 828468 1 55 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
829990 830044 1 55 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Veillonellaceae; 
834605 834628 33 56 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


836107 836130 33 56 gi 
rain ATCC 10988 16S ribosomal RNA, par 


7 Zymomonas. 


843630 843653 33 56 
ribosomal RNA, partial sequence 


gi 


6S 702666 702721 1 56 gi| 265678581 
ribosomal RNA, partial sequence 701473 70290 
lales; Paenibacillaceae; Paenibacillus. 

6S 720772 720795 33 56 gi| 265678568 


ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


742578 74395 


in NEMla 16S ribosomal RNA, partial se 


824212 825662 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


825713 827158 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


bilis Bacteria; Proteobacteria; Alphap 


842468 84394 


1 sequence 
eria; Caul 


265678551 


Rhodospiri 
265678538 
quence 


sea. 
265678495 


sea. 
265678494 
e 82720 
Selenomon 
265678493 

82878 
Selenomon 
265678490 
ial sequen 
cteria; Sp 


265678489 
tial seque 


roteobacte 


265678484 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
414236 Bacteria_16S 848246 848300 1 55 gi| 265678481 |ref|NR_028784.1 
kondratievae strain GB 16S ribosomal RNA, partial sequence 847132 848491 Paraco 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
414236 Bacteria_16S 852564 852619 1 56 gi| 265678478 |ref|NR_028781.1 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineos 
Kineosporiaceae; Kineococcus. 

414236 Bacteria_16S 855578 855633 1 56 gi| 265678475 |ref|NR_028778.1 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Propionibacteriaceae; Propionibacterium. 

414236 Bacteria_16S 857184 857207 33 56 gi|265678474|ref|NR_028777.1 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 
414236 Bacteria_16S 863324 863379 1 56 gi|265678470|ref|NR_028773.1 
strain W1219 16S ribosomal RNA, partial sequence 862181 86365 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 
414236 Bacteria_16S 870977 871000 33 56 gi|265678465|ref|NR_028768.1 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhi 
Bradyrhizobium. 

414236 Bacteria_16S 882783 882838 1 56 gi| 265678456 |ref|NR_028758.1 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catell 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Catellatospora. 

414236 Bacteria_16S 905794 905849 1 56 gi|265678441|ref|NR_028743.1 


ref|NR_028886.1| Paenibacillus graminis 
9 Paenibacillus graminis Bacteria; 
ref|NR_028872.1| Asticcacaulis 

719632 721036 Asticcacaulis 
obacterales; Caulobacteraceae; 
ref|NR_028855.1| Rhodocista pekingensis 
0 Rhodocista pekingensis Bacteria; 
llaceae; Rhodocista. 
ref|NR_028842.1| Paenibacillus 

761257 762788 Paenibacillus 
Paenibacillus. 
ref|NR_028828.1| Xylanimonas 

781358 782875 Xylanimonas 
omycetales; Micrococcineae; 
ref|NR_028817.1| Paenibacillus 
e 796606 798156 Paenibacillus 
eae; Paenibacillus. 
ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 
ref|NR_028798.1| Bosea eneae strain 
eneae Bacteria; Proteobacteria; 
ref|NR_028797.1| Selenomonas infelix 
9 828732 Selenomonas infelix Bacteria; 
as. 
ref|NR_028796.1| Selenomonas noxia 


3 830273 Selenomonas noxia Bacteria; 
as. 

ref|NR_028793.1| Zymomonas mobilis 

ce 833445 834896 Zymomonas mobilis 
hingomonadales; Sphingomonadaceae; 
ref|NR_028792.1| Zymomonas mobilis 

nce 834947 836398 Zymomonas 
ria; Sphingomonadales; 

ref|NR_028787.1| Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Paracoccus 

ccus kondratievae 
Paracoccus. 
Kineococcus 
Kineococcus 
poriineae; 


Propionibacterium 
Propionibacterium 


ionibacterineae; 


Leuconostoc 
Leuconostoc 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Catellatospora 
atospora koreensis 


Micromonosporaceae; 


Thermoanaerobacter 


siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacte 


Yr. 


414236 Bacteria_16S 910393 910447 1 


xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 


xylanovorans Bacteria; 
414236 Bacteria_16S 


Firmicutes; 
949142 949197 1 


414236 Bacteria_16S 950707 950762 1 


strain 133 16S ribosomal RNA, partial sequence 


Clostridia; 


strain PHL 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


55 gi| 265678438 |ref|NR_028740.1| Clostridium 
909211 910743 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
56 gi|265678413|ref|NR_028715.1| Acidovorax temperans 


56 gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


947973 94948 
mamonadaceae; 


265678412 


949535 95104 


Acidovorax. 


ref |NR_028714.1 


Acidovorax. 


414236 Bacteria_16S 978260 978315 1 


414236 Bacteria_16S 1008987 1009042 1 


strain T7 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; 
414236 Bacteria_16S 

strain IC166 16S 
Bacteroidetes; Flavobacteria; 
414236 Bacteria_16S 1031785 1031840 1 


Bacillaceae; 
1028784 1028839 1 


ribosomal RNA, partial sequence 
Flavobacteriales; 


56 gi 


56 gi 
56 gi 


56 gi 


Flavoba 


265678392 


geysericola strain GC-42 16S ribosomal RNA, partial sequence 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; H 


265678372 


1007814 10092 


265678359 


1027642 1029054 Cellulophaga 
cteriaceae; 


265678357 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 
414236 Bacteria_16S 1037957 1038012 1 


strain 7-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


414236 Bacteria_16S 1048705 1048760 1 


strain LK2-10 16S 


Micromonospora. 


414236 Bacteria_16S 1050330 1050353 33 


= 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


56 gi 


56 gi 


56 gi 


lithotrophicum Bacteria; Aquificae; Aquificales; Desulf 


414236 Bacteria_16S 1057762 1057785 33 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 105808 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodopseudomonas. 
414236 Bacteria_16S 


1069862 1069885 33 


strain W1-2B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


414236 Bacteria_16S 1074272 1074295 33 
t 
B 
414236 Bacteria_16S 1078666 1078689 33 


56 gi 


56 gi 


56 gi 


56 gi 


strain DAPP-PG 224 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 1113449 1113504 1 
halophilum strain 76 16S 


Microbacterium. 
414236 Bacteria_16S 
strain I-273 16S 


1116515 11165701 
ribosomal RNA, 


partial sequence 


Sphingomonadales; 


56 gi 


ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


56 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Kine 


414236 Bacteria_16S 1124185 1124208 33 


strain Kx146A4 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; 
414236 Bacteria_16S 1142236 1142259 33 


Lactobacillaceae; 


265678353 


1036784 10382 
mamonadaceae; 


265678346 


1047573 10490 
omonosporineae; 


265678345 


ithotrophicum strain 17S 16S ribosomal RNA, partial sequence 


265678339 


Rhiz 


265678331 


1068707 10701 
aulobacteraceae; 


265678328 


ardaugens strain ARI-1 16S ribosomal RNA, partial sequence 10731 


acteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


265678324 
10775 


265678300 
11123 


265678298 


1115364 11168 


56 gi|224581425 

1122944 11244 
Lactobacillus. 

56 gi| 253680762 


witflariensis strain W-50 16S ribosomal RNA, partial sequence 


witflariensis Bacteria; 
Sphingopyxis. 


414236 Bacteria_16S 1143758 1143781 33 


Proteobacteria; Alphaproteobacteria; 


56 gi 


Sphi 


253680761 


phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 


phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; 


Pannonibacter. 
14236 Bacteria_16S 1169424 1169474 3 
1293 Bacteria; Spirochaetes; 
14236 Bacteria_16S 1195190 1195245 1 
acificum DSM 12653 16S 
DSM 12653 Bacteria; 
Carboxydibrachium. 


So REPU A 


Firmicutes; 


4 


tataouinensis TTB310 16S ribosomal RNA, partial sequence 


14236 Bacteria_16S 


1198289 1198344 1 


54 gi 


maragdinae DSM 11293 16S ribosomal RNA, partial sequence 
Spirochaetales; 


56 gi 


ribosomal RNA, partial sequence 


Clostridia; Thermoanaerobacterales; Thermoanaerob 


56 gi 


Spirochaetaceae; 


228719827 
11682 


228715634 
11940 


228715504 


erpetosiphonaceae; 


Actinomycetales; 


urobacteriaceae; 


Sphingomonadaceae; 


Micrococcineae; Micr 


Rhodobacterales; 


Spirochaeta. 


ref|NR_028694.1 
977181 978580 
Herpeto 


ref |NR_028674.1 


ref |NR_028661.1 
Cellulophaga. 
ref|NR_028659.1 

1030633 103211 
Micromon 
ref |NR_028655.1 
Curvibacter. 
ref |NR_028648.1 
Micromonos 


ref |NR_028647.1 

1049100 105058 
Balneariu 
ref |NR_028641.1 


obiales; Bradyrh 
ref |NR_028633.1 
33 Brevundimonas 


ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
Sphingo 
ref |NR_028601.1 
07 1113789 Microb 


ref|NR_028599.1 


ref |NR_027206.1 
63 Lactobacillus 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


ref|NR_028009.1 
1142608 114408 
Rhod 


ref|NR_027585.1 
43 1169775 Spiroc 


ref|NR_027536.1 
29 1195514 Carbox 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Herpetosiphon 

Herpetosiphon 
siphon. 

Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Cellulophaga algicola 


algicola Bacteria; 


Micromonospora 
4 Micromonospora 
osporineae; 


Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Balnearium 
0 Balnearium 
m. 
Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Microbacterium 
acterium halophilum 
obacteriaceae; 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
osporiineae; Kineosporiace 


ae; Kineosporia. 
Lactobacillus antri 
antri Bacteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Spirochaeta 
haeta smaragdinae DSM 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


ref|NR_027534.1 


Ramlibacter 


1197131 1198567 Ramlibacter tataouinensis 


TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 


414236 Bacteria_16S 
strain Cal06 16S 


14236 Bacteria_16S 
ariabilis strain 
acteria; Actinob 
soptericola. 
14236 Bacteria_16S 
strain HI 11/12 1 
Bacteria; Aquific 
414236 Bacteria_16S 

506 16S ribosomal RNA, 
Alphaproteobacteria; 
414236 Bacteria_16S 
brockii subsp. brockii 


4 
Vv 
B 
I 
4 


Thermoanaerobacte 
414236 Bacteria_16S 
obscurus DSM 4316 


Geodermatophilus. 
414236 Bacteria_16S 
strain ATCC 29176 
29176 Bacteria; F 
414236 Bacteria_16S 
hamburgensis stra 
Bacteria; Proteob 
414236 Bacteria_16S 
silvestris strain 
Bacteria; Proteob 
414236 Bacteria_16S 
nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 
414236 Bacteria_16S 
strain S-3 16S ri 


414236 Bacteria_16S 
antarcticus strai 
acteria; Firmicutes; 
14236 Bacteria_16S 

rofundus strain 

acteria; Deinoco 
14236 Bacteria_16S 
aerolata strain V 
Bacteria; Actinob 
Promicromonospora 
414236 Bacteria_16S 
endolithica strai 
endolithica Bacte 
Micromonosporacea 
414236 Bacteria_16S 
bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 

414236 Bacteria_16S 
strain CCM 132 16 


B 
4 
Pp 
B 
4 


6S ribosomal RNA, 


Rhizobiales; 


rales; 


irmicutes; 


Bacillales; 


1217829 1217884 1 56 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


1226849 1226904 1 56 


1231482 1231537 1 56 


1306741 1306764 33 
complete sequence 


56 


1314257 1314312 1 
strain HTD4 


56 


1345003 1345058 1 56 


1364586 1364609 33 56 
Clostridia; 


1366016 1366039 33 56 


1381254 1381277 33 56 


1397732 1397755 33 56 


1414200 1414255 1 56 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


1435750 1435805 1 56 


1437296 1437351 1 56 


Deinococci; 


1449597 1449652 1 56 


1452509 1452564 1 56 
1458465 1458520 1 


56 


1461459 1461514 1 56 


S ribosomal RNA, partial sequence 


Thermales; 


gi 


219878473 


1216681 12181 


gi 


MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 


gi 


16S ribosomal RNA, 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacteraceae; Thermo 


gi 


0 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


gi 


BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


gi 


gi 


1413085 1 
Sphingomonadales; 


gi 


n 20CM 16S ribosomal RNA, partial sequ 
Paenibacillaceae; 


Pae 
gi 


506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; 


T 
gi 


-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


n AA459 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 


gi 


LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


414236 Bacteria_16S 
denitrificans str 
denitrificans K60 
Alicycliphilus. 

414236 Bacteria_16S 
strain SA35 16S r 


414236 Bacteria_16S 
brockii subsp. la 


Thermoanaerobacterales; 
414236 Bacteria_16S 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 


1481309 1481364 1 56 
Proteobacteria; 


1493426 1493449 33 56 


ibosomal RNA, partial sequence 


1506754 1506809 1 56 


Thermoanaerobacteraceae; 
1532511 1532566 1 56 


gi 


ain K601 16S ribosomal RNA, partial se 


1 Bacteria; Betaproteo 


gi 


st 


ococcineae 
219878300 
ce 12257 
ales; Micr 


219878275 


complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermoc 


rinis. 
219846269 


1305606 1307012 Starkeya 
Xanthobacteraceae; 


arkeya. 
228718892 
partial se 


anaerobact 
228721038 

13438 

omycetales 


228719063 
13634 
Ruminococc 
228719040 
ence 13648 
les; Brady 
228717274 
ce 13801 
les; Beije 
228715764 


RS 2060 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteo 


bacteria; 


224581449 
4145 
Sphingomon 
224581431 
ence 14345 
nibacillus 
224581430 
e 14361 
hermaceae; 
224581421 
ce 14484 
ales; Micr 


224581419 
Actinomyc 
224581414 


al sequenc 
Actinomyce 


224581412 


1460297 14618 


ococcineae 
219878371 
quence 
bacteria; 


219846714 


1492298 14937 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


gi 


ctiethylicus strain SEBR 5268 16S ribo 


Thermoanerobacter brockii subsp. lactiethylicus 


Thermo 
gi 


obacterace 
219846365 
somal RNA, 
Bacteria; 
anaerobact 
219857427 


ref|NR_025612.1 
48 Arthrobacter 
; Micrococcacea 
ref |NR_025439.1 
22 1227193 Isopt 
ococcineae; 


ref|NR_025414.1 
93 Thermocrinis 


ref|NR_025859.1 


novella Bac 


ref 
quen 


NR_027577.1 
ce 13130 


er. 
ref|NR_027601.1 
50 1345331 Geode 
Frankineae; 


’ 


ref|NR_027579.1 
15 1364816 Rumin 
aceae; Ruminoco 
ref|NR_027578.1 
67 1366328 Nitro 
rhizobiaceae; N 
ref|NR_027561.1 
15 1381523 Methy 
rinckiaceae; Me 
NR_027539.1 
1396599 13980 
Rhizobiales; 


ref |NR_027233.1 
01 Sphingobium c 
adac 
ref|NR_027213.1 
76 1436085 Paeni 
ref|NR_027212.1 
36 1437633 Ocean 
Oceanithermus. 
ref|NR_027202.1 
60 1449852 Promi 
ococcineae; 


ref |NR_027200.1 
1451367 14528 
etales; Micromo 


ref|NR_027195.1 
e 1457334 14587 
tales; Actinomy 


ref |NR_027193.1 
11 Kocuria carni 
; Micrococcacea 
ref|NR_025510.1 

1480151 14816 
Burkholderiales 


ref|NR_026306.1 
11 Xanthobacter 
ae; Xanthobacte 
ref|NR_025956.1 
partial sequen 
Firmicutes; Clo 
er. 
ref 


NR_025015.1 


e: 


e 
Promicromonosporaceae Hi 


& 


9 


Oo 
Cc 


b 
i 


1 
ic 


3 
it 


eae; Sphingo 


b 


i 


Cc 
Promicromonosporaceae Hi 


4 
n 


1 
c 


e 


5 


v 


r. 


Cc 


Arthrobacter bergerei 
bergerei Bacteria; 
Arthrobacter. 
Isoptericola 

ricola variabilis 


v 


Thermocrinis albus 
albus DSM 14484 


Starkeya novella DSM 
eria; Proteobacteria; 


Thermoanaerobacter 
4 1314606 


Geodermatophilus 


rmatophilus obscurus DSM 
Ge 


odermatophilaceae; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 
Methylocella 
ocella silvestris BL2 
hylocella. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Sphingobium cloacae 
loacae Bacteria; 
bium. 

Paenibacillus 
acillus antarcticus 


Oceanithermus 
thermus profundus 


Promicromonospora 
romonospora aerolata 


Micromonospora 
3 Micromonospora 
osporineae; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Kocuria carniphila 
phila Bacteria; 
Kocuria. 
Alicycliphilus 

2 Alicycliphilus 
Comamonadaceae; 


, 


Xanthobacter agilis 
agilis Bacteria; 


Thermoanerobacter 
e 1505601 1507107 
stridia; 


Micromonospora 


1531359 1532864 Micromonospora 


matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


strain KMM 426 16 
acteroidetes; Fl 


B 
4 
faecalis strain g 
Bacteria; Proteob 
4 
strain DSM 12798 


4 
arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 

4 
strain T4 16S rib 


4 
strain DSM 5901 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
14236 Bacteria_16S 


4 
DSM 5900 16S ribo 
lphaproteobacter 


A 
4 
VKM B1479 16S rib 
P 
4 


strain R2014 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
414236 Bacteria_16S 


echinoides strain 
echinoides Bacter 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 
4 
stellifer strain 
Bacteria; Firmicu 


molinativorax str 
molinativorax Bac 


Microbacteriaceae; 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


strain SE3104 16S 


strain IMSNU 2200 
Actinobacteria; A 


414236 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 

4 
humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


1544807 1544862 1 56 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1573171 1573194 33 56 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1605463 1605518 1 56 gi 


gi 


ct 


le 


oc 
1607004 1607059 1 56 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


qu 


’ 


1629568 1629591 33 
osomal RNA, partial sequence 


56 gi 
ri 
1647849 1647872 33 56 gi 
Ac 


1649346 1649369 33 56 gi 


ia; Rhodospirillales; Acetobacteraceae; 


1650837 1650860 33 56 gi 
osomal RNA, partial sequence 
ob 
1669254 1669309 1 56 

ribosomal RNA, partial sequence 


gi 


Acti 
gi 


no 
1682908 1682963 1 56 
ribosomal RNA, partial sequence 
Acti 
1704418 1704441 33 56 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1736284 1736339 1 56 gi 
ain R10176 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
1739330 1739385 1 56 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 
1801392 1801447 1 56 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1835046 1835101 1 56 gi 
ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 
1848907 1848962 1 56 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 
1851979 1852002 33 56 
ribosomal RNA, partial sequence 


no 


s 
a; 


se 
e; 


al 


v 


e 
ni 


ue 
e; 


v 


1 
A 


gi 


Rh 
1867088 1867143 1 56 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1868632 1868655 33 56 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


om 


eq 
ct 


1900928 1900983 1 56 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 


se 
Ac 


414236 Bacteria_16S 


219857262 
1543657 15451 


eriaceae 


219857383 


15720 


Ss; Brady 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
14236 Bacteria_16S 


occineae 


219878472 


ence 
Actinomy 


219878457 
1628419 16298 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
14236 Bacteria_16S 


nckiacea 


219878444 
6S ribosomal RNA, partial sequence 1646706 16481 


etobacte 


219878443 
somal RNA, partial sequence 1648203 1649649 Stell 


Stella. 


219878442 
1649700 16511 
roteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
14236 Bacteria_16S 


acterace 


219878429 
1668114 16695 


mycineae 


219878420 
1681727 16832 


mycineae 


219878405 


equence 
Rhizobi 


219878384 


quence 


219878382 


sequenc 
Actinomy 


219878335 


18002 
bacillus 


219878312 


nce 


219878303 


sequence 
ctinomyc 


219878301 
1850849 18521 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
414236 Bacteria_16S 


odospiri 


219878290 


18659 
onospori 


219878289 


uence 


eria; Rh 


219878263 


quence 
tinomyce 


1902314 1902369 1 56 gi 


219878262 


Actinomycet 


Actinomycet 


ref|NR_024893.1 


; Arenibacter. 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_025613.1 
05 Arthrobacter 
; Micrococcaceae 
ref|NR_025611.1 
1605856 160731 
cetales; Microco 


ref|NR_025596.1 
34 Methylocella 
e; Methylocella. 
ref|NR_025583.1 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 
ref|NR_025581.1 


ae; 
ref 


Labrys. 
NR_025568.1 
3 Ac 
ref 


tinomycetace 
NR_025559.1 
; Actinomycetace 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025523.1 

1735130 173662 
ales; Actino 


ref|NR_025521.1 
e 1738160 173968 
cetales; Actinom 


ref|NR_025474.1 
19 1801737 Paenib 
NR_025451.1 
1833888 183531 
ales; Microc 


ref|NR_025442.1 
1847763 184924 
etales; Actinomy 
ref|NR_025440.1 
llaceae; Roseosp 
ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref |NR_025428.1 

1867493 186885 
izobiales; Beije 


ref|NR_025402.1 
1899804 190110 
tales; Micrococc 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Methylocella tundrae 


tundrae Bacteria; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Methylocystis 

7 Methylocystis 

taceae; Methylocystis. 
Actinomyces 

2 Actinomyces 

mycineae; 


Actinomyces 
1 Actinomyces 
ycineae; 


Paenibacillus 
acillus stellifer 


Gulosibacter 
7 Gulosibacter 
occineae; 


Arcanobacterium 
8 Arcanobacterium 


cineae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


iva. 
Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


ref|NR_025401.1 


Actinomyces 


suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


414236 Bacteria_16S 
strain CCUG 41709 


14236 Bacteria_16S 


14236 Bacteria_16S 


Firmicutes; Bacillales; 


1908032 1908087 1 


1911015 1911070 1 


1915540 1915595 1 


1932530 1932585 1 


4 
a 
Bacteria; 
4 
xr 
© 


Actinomycetaceae; 
4 


Methylobacterium. 


strain LMG 18419 
Firmicutes; 
4 
strain CCUG 41706 


Actinomycetaceae; 


414236 Bacteria_16S 


strain CF-43 16S 


strain BM5 16S ri 
Proteobacteria; 


haemolyticum DSM 
Actinomycetaceae; 


414236 Bacteria_16S 


strain ATCC 15260 


strain ATCC 
Bacteria; 


15257 
Proteob 


strain ATCC 15253 


4 
strain KK19 
irmicutes; 


Bacil 


F 
4 
granulosum strain 
granulosum Bacter 
Propionibacteriac 
4 


pentaromativorans 
pentaromativorans 
Novosphingobium. 


414236 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 
4 
strain IH003 16S 

Firmicutes; Lacto 


414236 Bacteria_16S 


henchirensis stra 
henchirensis Bact 
4 


adicidentis stra 
adicidentis Bact 


14236 Bacteria_16S 
fujisawaense stra 
fujisawaense Bact 


414236 Bacteria_16S 


Bacillales; 
14236 Bacteria_16S 


G 
414236 Bacteria_16S 
haemolyticum stra 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


Actinomyces. 
1939959 1939982 33 


1943014 1943069 1 


Paenibacillaceae; 
1952324 1952379 1 


1955265 1955320 1 


Actinomyces. 
1959776 1959831 1 


1967442 1967465 33 


1981049 1981104 1 


Arcanobacterium. 
2016512 2016535 33 


2022415 2022438 33 


2023906 2023929 33 


2048362 2048417 1 


lales; Paenibacillaceae; 
2078957 2079012 1 


eae; Propionibacterium. 
2113971 2113994 33 
strain 


2156246 2156301 1 
n LS-29 
ria; Actinobacteria; 
Rubrobacter. 
2177646 2177669 33 
ribosomal RNA, 
bacillales; Leuconostoc. 
2179081 2179136 1 

in TMB8 
eria; Proteobacteria; 
2183629 2183684 1 


56 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
414236 Bacteria_16S 
marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


56 


56 


zoreducens strain CMl 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


56 


in CCUG 36733 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


56 


in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


56 


56 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
414236 Bacteria_16S 
urogenitalis stra 
urogenitalis Bact 


56 


in CCUG 38702 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


56 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
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56 


bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; 


56 


in CIP 103370 16S ribosomal RNA, partial 
20595 Bacteria; Actinobacteria; Actinobacteridae; 


56 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 


Sphingomonadales; 


56 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobacterales; 
414236 Bacteria_16S 


56 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
14236 Bacteria_16S 
16S ribosomal RNA, 


56 


complete sequence 
Paenibacillus. 


56 


DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


56 


US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


56 


56 


partial sequence 


56 


56 


gi|219878258 


gi|219878256 


ain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 19112 
teria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


gi| 219878252 


gi|219878240 


219878235 
sequence 


gi 


gi|219878233 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillus. 


gi|219878227 


gi| 219878225 


gi| 219878222 
1958616 19601 


Micrococcineae; 


gi|219878217 
1966261 19677 
Chromatiaceae; 
gi|219878208 


219878185 
20153 


gi 


219878181 
20212 


gi 


219878180 
20227 


gi 


gi|219878160 
2047168 20487 


219878137 
sequence 


gi 
219857659 


gi 


gi| 219857631 


3 16S ribosomal RNA, partial sequence 
Rubrobacteridae; 


gi|219857615 
2176454 21779 


gi|219857614 


34 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


219857611 


gi 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


19068 


Actinomycetales; 


19143 
Paenibacillus. 


sequence 1931360 19327 
Actinomycetales; 


19511 


sequence 1954098 195552 
Actinomycetales; Actinomycineae; 


sequence 1979903 19813 


Sphingomonadaceae 


Caulobacteraceae; 


Actinomycetales; Propionib 


sequence 2112812 211429 


Rubrobacterales; 


Burkholderiales; 


ref |NR_025397.1 


ref|NR_025395.1 


8 


ref |NR_025391.1 


ref|NR_025379.1 


6 


ref|NR_025374.1 
1938810 194024 


ref|NR_025372.1 
47 Paenibacillus 


ref|NR_025366.1 


ref|NR_025364.1 


ref |NR_025361.1 
16 Arthrobacter 
Micrococcaceae 
ref|NR_025356.1 
Thiocapsa. 
ref |NR_025347.1 
8 
Actinomycetale 


ref |NR_025324.1 
75 2016816 Caulob 


ref |NR_025320.1 
81 2022719 Caulob 


ref|NR_025319.1 
70 2024208 Caulob 
Caulobact 
ref |NR_025299.1 
07 Paenibacillus 


ref|NR_025276.1 
2077807 207932 


ref|NR_025248.1 
Sphingomonadales 


ref 
2 


NR_025220.1 
155131 215660 
Rubrobact 


ref |NR_025204.1 


ref 
2 


NR_025203.1 
177978 217937 
Comam 


ref 


Actinomyces catuli 


68 1908267 Actinomyces catuli Bacteria; 
Actinomycetaceae; Actinomyces. 


Actinomyces 
2 Actinomyces 


Actinomycineae; 


Paenibacillus 


61 1915860 Paenibacillus azoreducens 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Methylobacterium 
9 Methylobacterium 


Rhizobiales; Methylobacteriaceae; 


Paenibacillus cookii 
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414236 Bacteria_16S 2186672 2186723 1 52 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

414236 Bacteria_16S 2221495 2221518 33 56 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

414236 Bacteria_16S 2222906 2222929 33 56 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

414236 Bacteria_16S 2225940 2225995 1 56 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

414236 Bacteria_16S 2227501 2227556 1 56 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

414236 Bacteria_16S 2300602 2300625 33 56 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

414236 Bacteria_16S 2302068 2302091 33 56 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

414236 Bacteria_16S 2317319 23173741 56 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

414236 Bacteria_16S 2324933 2324996 1 64 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

414236 Bacteria_16S 2329353 2329408 1 56 gi|219857510|ref|NR_025098.1| Microbacterium 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
414236 Bacteria_16S 2345970 2346025 1 56 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

414236 Bacteria_16S 2411294 2411349 1 56 gi| 219857453 |ref|NR_025041. Tepidimonas ignava 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 
414236 Bacteria_16S 2419117 2419140 33 56 gi|219857447|ref|NR_025035.1| Leuconostoc gelidum 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 


R 


414236 Bacteria_16S 2420672 2420695 33 56 gi|219857446|ref|NR_025034.1| Leuconostoc kimchii 
strain IH25 16S ribosomal RNA, partial sequence 2419471 2420975 Leuconostoc kimchii Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

414236 Bacteria_16S 2432562 2432617 1 56 gi|219857436|ref|NR_025024.1| Paenibacillus 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


414236 Bacteria_16S 2461385 2461408 33 56 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

414236 Bacteria_16S 2505123 2505146 33 56 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

414236 Bacteria_16S 2514226 2514281 1 56 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

414236 Bacteria_16S 2545444 2545499 1 56 gi| 219857347 |ref|NR_024935.1| Acidovorax facilis 


strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


414236 Bacteria_16S 2546996 2547051 1 56 gi|219857346|ref|NR_024934.1| Hylemonella gracilis 
strain ATCC 19624 16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 

414236 Bacteria_16S 2568470 2568493 33 56 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

414236 Bacteria_16S 2643797 2643852 1 56 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

414236 Bacteria_16S 2661910 2661933 33 56 gi|219857216|ref|NR_024844.1| Methylorhabdus 


multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 


414236 Bacteria_16S 2663291 2663314 33 56 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
strain IM1 16S ribosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

414236 Bacteria_16S 2667712 2667767 1 56 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

414236 Bacteria_16S 2669227 2669282 1 56 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

414236 Bacteria_16S 2703854 2703909 1 56 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

414236 Bacteria_16S 2711285 2711340 1 56 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
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2712762 2712816 1 55 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
ibosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
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2724890 2724945 1 56 gi|219857172|ref|NR_024800.1| Longispora albida 


14 Longispora albida Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
414236 Bacteria_16S 2738496 2738551 1 56 gi|219857162|ref|NR_024790.1| Arenibacter 
troitsensis strain KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
troitsensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
414236 Bacteria_16S 2744405 2744460 1 56 gi|219857158|ref|NR_024786.1| Delftia tsuruhatensis 
strain T7 16S ribosomal RNA, partial sequence 2743252 2744707 Delftia tsuruhatensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

414236 Bacteria_16S 2745877 2745932 1 56 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

414236 Bacteria_16S 2750103 2750158 1 56 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

414236 Bacteria_16S 2789525 2789580 1 56 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
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3306805 3306828 33 56 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
414236 Bacteria_16S 3308285 3308308 33 56 gi 
autotrophicus strain 7c 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
414236 Bacteria_16S 3309747 3309770 33 56 gi 
strain 301 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
414236 Bacteria_16S 3312695 3312718 33 56 gi 
strain BN6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 3341522 3341577 1 56 gi 
DSM 803 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Micromonospora. 
414236 Bacteria_16S 
inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 
14236 Bacteria_16S 
alophytica DSM 4 
acteria; Actinob 
icromonospora. 
14236 Bacteria_16S 
coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 
14236 Bacteria_16S 3361561 3361615 1 55 gi 
alophilus strain DSM 20408 16S ribosomal RNA, partial 
alophilus Bacteria; Firmicutes; Bacillales; Bacillacea 
14236 Bacteria_16S 3373636 3373690 1 55 gi 
acunarum strain DSM 6640 16S ribosomal RNA, partial se 
acunarum Bacteria; Firmicutes; Clostridia; Halanaerobi 
14236 Bacteria_16S 3396323 3396378 1 56 gi 
itrea strain DSM 43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteria; Actinobacteridae; Actinomycet 
romicromonospora. 
14236 Bacteria_16S 3399353 3399408 1 56 gi 
ratoxydans strain DSM 20647 16S ribosomal RNA, partial 
ratoxydans Bacteria; Actinobacteria; Actinobacteridae; 
rthrobacter. 
14236 Bacteria_16S 3413160 34132151 56 gi 
strain NCTC 10951 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
414236 Bacteria_16S 3416090 3416145 1 56 gi 
strain NCTC 25174 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Cellulomonas. 
414236 Bacteria_16S 3417574 3417629 1 56 gi 
hordeovulneris strain CIP 103149 16S ribosomal RNA, par 
hordeovulneris Bacteria; Actinobacteria; Actinobacterid 
Actinomycetaceae; Actinomyces. 

414236 Bacteria_16S 3454820 3454875 1 
strain DSM 20032 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
414236 Bacteria_16S 3457878 3457933 1 56 gi 


Sphingomonadales; 


3344568 3344623 1 56 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


4 3347622 3347677 1 56 gi 
h 3171 16S ribosomal RNA, partial sequen 
B acteria; Actinobacteridae; Actinomycet 
M 

4 3349148 3349203 1 56 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


PPro BR UTWA RHEE BDO BD 


56 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
14236 Bacteria_16S 3459372 3459427 1 56 gi 
rotophormiae strain DSM 20168 16S ribosomal RNA, parti 
rotophormiae Bacteria; Actinobacteria; Actinobacterida 
icrococcaceae; Arthrobacter. 

14236 Bacteria_16S 3466982 3467037 1 


4 
Pp 
Pp 
M 
4 


56 gi 


strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 330 


il 


strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 330 


il 
en 


le 


ob 


Sp 


al 


ce 
al 


al 


se 
e; 


qu 
al 


en 


al 


s 
A 


no 


al 


ta: 
ae 


oc 


oc 


al 
e; 


219846775 
3217640 32191 
mmeovirgac 
219846718 


219846717 


219846716 


219846715 


3308619 331 


219846712 
3311548 33129 


219846690 
3340376 3341852 Micro 
omonospori 


219846688 


219846686 


219846685 


219846676 


219846668 


219846648 


219846646 


219846636 


219846634 


219846633 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 


219846605 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 34581 


219846603 


ref |NR_026367.1 
eae; Thermonema 
ref |NR_026310.1 
44 Lactobacillus 


55 
lus. 
ref|NR_026309.1 
7106 Lactobacillus 
lus. 
ref|NR_026308.1 
57 3308568 Xantho 
obacteraceae; Xa 
ref |NR_026307.1 
30 Xanthobacter 
ae; Xanthobacte 
ref |NR_026304.1 


ce 330 
S; Xan 


71 
th 


00 


acterace 


a 


hingomonadaceae; Sphingo 
ref|NR_026282.1 
monospora rosari 
neae; Micromonos 
ref |NR_026280.1 
22 3344899 Microm 


omonosporineae; 


33434 
es; Micr 
ref |NR_026278.1 
76 3347951 Microm 
omonosporineae; 


33464 
es; Micr 
ref|NR_026277.1 
02 3349477 Microm 
omonosporineae; 


33480 


es; Micr 


ref|NR_026268.1 
3360383 336190 
occus. 
ref |NR_026260.1 
3372496 337395 
bacteroidaceae; 
ref |NR_026240.1 
98 3396650 Promic 
ococcineae; Prom 


quence 
Marinoc 


ence 
es; Halo 
ce 33951 
es; Micr 


ref |NR_026238.1 
3398202 339968 
etales; Micrococ 


equence 
ctinomyc 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026226.1 
64 3416365 Cellul 
ococcineae; Cell 


34120 
mycineae 


34149 
es; Micr 
ref 
nce 
myce 


NR_026225.1 
341641 
Actin 


al seque 
Actino: 


¢ tales; 


ref|NR_026199.1 


; Micrococcaceae 
ref |NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
sequence 3458220 345969 
Actinomycetales; Microc 


occineae 


occineae 


219846598 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Xanthobacter 
bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


flavus Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 

Micromonospora rosaria 
a Bacteria; 
poraceae; 


Micromonospora 
onospora inositola 
Micromonosporaceae; 


Micromonospora 
onospora halophytica 
Micromonosporaceae; 


Micromonospora 
lonospora coerulea 
Micromonosporaceae; 


Marinococcus 
2 Marinococcus 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Promicromonospora 
romonospora citrea 
icromonosporaceae; 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Actinomyces 
6 3417841 Actinomyces 


omycineae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


’ 


ref|NR_026190.1 
3465830 346730 


Arthrobacter 
1 Arthrobacter 


nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


strain 6843 DSM 1 


414236 Bacteria_16S 3480651 3480706 1 56 gi|219846589 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinomycetaceae; Actinomyces. 

414236 Bacteria_16S 3482126 3482181 1 56 gi| 219846588 
strain NCTC 11636 16S ribosomal RNA, partial sequence 34809 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
414236 Bacteria_16S 
SM 20427 16S ribosomal RNA, partial sequence 


lacticum strain D 


lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Microbacterium. 
414236 Bacteria_16S 3572007 3572062 1 56 gi| 219846528 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
14236 Bacteria_16S 


4 
strain JB13 16S r 
Proteobacteria; G 


hyovaginalis stra 
hyovaginalis Bact 


Actinomycetaceae; 


strain 7 16S ribo 


414236 Bacteria_16S 


414236 Bacteria_16S 
in BM 1192/5 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


414236 Bacteria_16S 
somal RNA, partial sequence 3833603 3835009 Rumin 


3479193 3479248 1 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


3512377 3512432 1 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


3587208 3587231 33 


ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 


3602608 3602663 1 


Actinomyces. 
3834748 3834803 1 


56 


56 


56 


56 


56 


gi|219846590 


gi|219846568 


3570843 35723 
Turicella. 

gi|219846518 
3585997 35874 


219846505 
sequence 
Actinomy 


gi 


gi| 219846339 


ref |NR_026182.1 
; Actinomycetace 
ref|NR_026181.1 

3479494 348091 
etales; Actinomy 


ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026160.1 

3511236 351270 
les; Micrococcin 


ref |NR_026120.1 


ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026097.1 

3601450 360294 
cetales; 


ref|NR_025929.1 
ococcus albus 7 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 

5 Actinomyces 

cineae; 


Actinomyces howellii 

myces howellii Bacteria; 

ae; Actinomyces. 
Microbacterium 

9 Microbacterium 

eae; Microbacteriaceae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Actinomyces 
5 Actinomyces 


Actinomycineae; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
414236 Bacteria_16S 3883511 3883566 1 56 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
414236 Bacteria_16S 3900496 3900519 33 56 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 
414236 Bacteria_16S 3903445 3903500 1 56 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
414236 Bacteria_16S 3905025 3905080 1 56 gi|219846292|ref|NR_025882.1| Paenibacillus 
amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
amylolyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
414236 Bacteria_16S 3912688 3912711 33 56 gi|219846286|ref|NR_025876.1| Agromonas 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
414236 Bacteria_16S 3939762 3939785 33 56 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 
414236 Bacteria_16S 3941221 3941244 33 56 gi|219846265|ref|NR_025855.1| Rhodobium marinum 


strain BN 126 16S 


aevolacticus str 


BEE Bt 


strain ATH 2.2.1 
Proteobacteria; 


capsulatum strain 


capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingo: 
Novosphingobium. 

414236 Bacteria_16S 3975328 3975351 33 56 gi| 219846242 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 


rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 
Rhizobium/Agrobacterium group; Agrobacterium. 

414236 Bacteria_16S 3976742 3976765 33 56 gi| 219846241 
strain IAM 13153 16S ribosomal RNA, complete sequence 39756 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 


ribosomal RNA, partial sequence 
roteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
14236 Bacteria_16S 
ain M-8 16S ribosomal RNA, 


3958929 3958983 1 


55 


3940082 39414 


gi|219846253 


aevolacticus Bacteria; 
14236 Bacteria_16S 


complete se 
Firmicutes; Bacillales; Sporola 
3961976 3962031 1 56 gi 


Betaproteobacteria; Burkholderiales; Ru 


16S ribosomal RNA, partial sequence 3960828 39622 


quence 
ctobacilla 
219846251 


brivivax. 


414236 Bacteria_16S 
GIFU 11526 16S ribosomal RNA, partial 


3966482 3966505 33 


4 


14236 Bacteria_16S 


4001691 4001714 33 


56 


56 


219846248 
sequence 


gi 


M 


ref|NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref|NR_025841.1 


NR_025838.1 
3965346 396678 
monadales; Sphin 
ref |NR_025832.1 
974188 397555 
ales; Rhizobiace 


Ww 


ref|NR_025831.1 
07 3977021 Mycopl 
ycoplana. 


gi| 219846224 


flavimaris strain SW-151 16S ribosomal RNA, partial sequence 


flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 


Sphingomonadales; 


71 Afifella marina Bacteria; 
Afifella. 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Agrobacterium 
6 Agrobacterium 
ae; 


Mycoplana bullata 
ana bullata Bacteria; 


ref |NR_025814.1 
4000552 400199 
Sphin 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


strain HY-35-12 1 
Firmicutes; 


414236 Bacteria_16S 


4025843 4025897 1 55 gi 


Clostridiales; Clostridiaceae; 


219846206 


6S ribosomal RNA, partial sequence 4024698 40261 
Clostridia; 


ref|NR_025796.1 


Clostridium jejuense 
32 Clostridium jejuense Bacteria; 
Clostridium. 


4 


strain JC2056 16S 


4 


strain CLN-1 16S 
Proteobacteria; 


PUD 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 
anguinis strain 
anguinis Bacteria; 
14236 Bacteria_16S 


Firmicutes; 


4050210 4050265 1 


4081949 4082004 1 


4083519 4083574 1 


4125736 41257911 


Bacillales; 


56 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterinea 


56 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Te 


56 


2301083 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


56 


gi|219846187 


4049074 40504 


gi|219846165 


4080799 40822 
pidimonas. 


gi|219846164 


gi| 219846133 


ref 


ref 


ref 


ref 


53 Nocardioides 


4082348 408382 
Paeniba 


NR_025777.1 
e; Nocardioi 
NR_025755.1 
NR_025754.1 


cillus. 
NR_025723.1 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Paenibacillus 
2 Paenibacillus 


Kocuria marina strain 


KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 


Actinobacteridae; 


ehimensis strain 


ehimensis Bacteria; 
414236 Bacteria_16S 


strain 34633 16S 


4199218 4199273 1 56 gi 
Firmicutes; Bacillales; 
4223543 4223566 33 56 


ribosomal RNA, partial sequence 


gi 


Actinomycetales; Micrococcineae; Micrococcaceae; 
414236 Bacteria_16S 
KCTC 3748 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


219846076 


219846056 


4222451 42238 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 


Paenibacillus. 


Kocuria. 
NR_025666.1 
198059 419951 


ref 


rs 


ref |NR_025646.1 


Afipia. 


Paenibacillus 
0 Paenibacillus 


Afipia massiliensis 
25 Afipia massiliensis Bacteria; 


4 


hispanicum strain 
Bacteria; 


4 
a 
B 
4 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


4240155 4240178 33 
GP34 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methyloba 


4241614 4241637 33 


56 


56 


gi| 219846042 


gi| 219846041 


42390 


ref 


ref 


11 4240418 Methyl 


NR_025632.1 


cteriaceae; 
NR_025631.1 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Bartonella doshiae 


Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 
strain M6 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 
strain V2 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
414236 Bacteria_16S 


Proteobacteria; 


strain IS 123 16S 


quaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methyl 
acteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
5739 5761 33 55 gi|265679060|ref|NR_029368.1 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 
Rhizobiales; Bartonellaceae; Bartonella. 
7200 7222 33 55 gi| 265679059 |ref|NR_029367.1 
sequence 6033 7437 
Rhizobiales; Bartonellaceae; Bartonella. 
8658 8680 33 55 gi|265679058|ref|NR_029366.1 
sequence 7488 8910 
Rhizobiales; Bartonellaceae; Bartonella. 
60245 60299 1 55 gi|265679024|ref|NR_029332.1 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomon 
63294 63316 33 55 gi|265679022|ref|NR_029330.1 
ribosomal RNA, partial sequence 62180 63541 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
69330 69384 1 55 gi|265679018|ref|NR_029326.1 
rain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 


camporealensis st 
camporealensis Ba 


G 
414236 Bacteria_16S 


414236 Bacteria_16S 


Corynebacteriaceae; Corynebacterium. 


414236 Bacteria_16S 


phaeovibrioides s 


phaeovibrioides Bacteria; 


Chlorobium. 


414236 Bacteria_16S 
CTC 7910 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


ulcerans strain N 


ulcerans Bacteria; 


75398 75460 1 63 gi 
train 2631 16S ribosomal RNA, partial 
Chlorobi; Chlorobia; 
117925 117979 1 


55 gi 


Corynebacteriaceae; Corynebacterium. 


414236 Bacteria_16S 


strain Prevot 247 


127086 127140 1 55 gi 


cteria; Actinobacteria; Actinobacteridae; 


Chlorobiales; 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


265679014 
sequence 


265678984 


265678978 
12591 


Actinomycetales; 


Chlorobiaceae; 


tinomycetales; 


nomycineae; Actinomycetace 


Coryn 


ref|NR_029322.1 

74295 75601 
Chlor 
ref|NR_029292.1 
16781 118270 
Corynebacte 


R 


ref |NR_029286.1 
8 127358 Actino 


Bartonella doshiae Bacteria; 


as. 
Rhizobium sullae 


Rhizobium sullae Bacteria; 
terium group; Rhizobium. 


Corynebacterium 
Corynebacterium 
ebacterineae; 


Chlorobium 


Chlorobium 


Corynebacterium 
Corynebacterium 
rineae; 


Actinomyces meyeri 


ae; Actinomyces. 


Bartonella taylorii 
Bartonella taylorii Bacteria; 


Bartonella grahamii 
Bartonella grahamii Bacteria; 


Xanthomonas theicola 
Xanthomonas theicola Bacteria; 


obium/Pelodictyon group; 


myces meyeri Bacteria; 


14236 Bacteria_16S 


134708 134770 3 


65 


gi| 265678973 


ref 


NR_029281.1 


Arthrobacter 


reafaciens strai 


n NC 16S ribosomal RNA, partial sequence 


13354 
es; 


Micrococcineae; Micr 


6 135015 Arthro 


bacter ureafaciens 
ococcaceae; 


4 
s 
F 
4 


rthrobacter. 
14236 Bacteria_16S 


usobacteria. 
14236 Bacteria_16S 


149694 149716 33 


252457 252479 33 


4 
u 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
A 


55 


train PCL 16S ribosomal RNA, partial sequence 


55 


gi| 265678963 


148511 15001 


gi| 265678894 


ref 


ref 


NR_029271.1 


NR_029202.1 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Amaricoccus macauensis 


strain Benl104 16S 


ribosomal RNA, partial sequence 


251300 25272 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Amaricocc 


6 Amaricoccus macauensis Bacteria; 


us. 


4 


14236 Bacteria_16S 


253932 253954 33 


55 


gi| 265678893 


ref 


NR_029201.1 


Amaricoccus 


kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Amaricoccus. 


252777 254201 


Amaricoccus 


strain 166 16S ri 


414236 Bacteria_16S 


261285 261307 33 a5 
bosomal RNA, partial sequence 


gi 


265678887 


260171 26154 


ref |NR_029195.1 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
414236 Bacteria_16S 273377 273399 33 55 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

414236 Bacteria_16S 318909 318931 33 55 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
414236 Bacteria_16S 396228 396282 1 55 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 


Bacteria; Firmicu 
4 
gastricus strain 
gastricus Bacteri 
4 
halotolerans stra 
halotolerans Bact 
Corynebacteriacea 
4 
atlanticus strain 
atlanticus Bacter 
4 
strain QH3A7 16S 
Actinobacteria; A 


caspium strain M/ 
caspium Bacteria; 


Corynebacteriacea 


aquilae strain S- 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Micr 
510087 510141 1 55 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

552805 552859 1 55 gi 
613 16S ribosomal RNA, partial sequenc 


488917 49045 


ococcineae 
265678712 
quence 
inomycetal 


265678684 
e 55170 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

414236 Bacteria_16S 574046 574100 1 55 gi| 265678670 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial se 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Corynebacteriaceae; Corynebacterium. 

414236 Bacteria_16S 579941 579995 1 55 gi| 265678666 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Corynebacteriaceae; Corynebacterium. 

414236 Bacteria_16S 608608 608662 1 55 gi| 265678646 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequenc 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Corynebacteriaceae; Corynebacterium. 

414236 Bacteria_16S 623811 623865 1 55 gi| 265678636 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequen 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Corynebacteriaceae; Corynebacterium. 

414236 Bacteria_16S 634580 634602 33 55 gi| 265678628 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 63487 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
414236 Bacteria_16S 646942 647004 3 65 gi| 265678620 
strain CMS90 16S ribosomal RNA, partial sequence 645783 64725 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
414236 Bacteria_16S 673999 674053 1 55 gi| 265678600 


strain M343/98/2 
Actinobacteria; A 
4 
strain SCII24 16S 
roteobacteria; A 


P 
4 
grignonense strai 
grignonense Bacte 
4 
strain NCTC 10617 
Proteobacteria; B 


414236 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


ctinobacteridae; Actinomycetales; Acti 
678663 678685 33 55 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
680107 680129 33 55 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
683000 683054 1 55 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
716074 716096 33 55 gi 
ibosomal RNA, partial sequence 


lphaproteobacteria; Rhizobiales; Phyll 


414236 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


745137 745187 1 BL 
bosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


gi 


16S ribosomal RNA, partial sequence 672829 67426 


nomycineae 
265678597 


677507 67890 


llaceae; O 
265678596 
uence 
ia; Rhizob 
265678594 
68188 
eriaceae; 
265678571 


714920 71638 


obacteriac 
265678550 


; Jonesiaceae; J 
ref|NR_029017.1 

508981 510331 
es; Corynebacter 


ref|NR_028989.1 
3 553077 Coryne 
nebacterineae; C 


ref 
quen 
tino 


NR_028975.1 
ce 572888 
mycetales; C 


ref|NR_028971.1 
578821 580286 
es; Corynebacter 


ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref|NR_028941.1 
ce 622694 624168 
etales; Coryneba 


ref |NR_028933.1 
3 Fusobacterium 


ref |NR_028925.1 
9 Arthrobacter 
; Micrococcaceae 
ref |NR_028905.1 


; Ac 
ref 


tinomycetace 
NR_028902.1 


chrobactrum. 

ref |NR_028901.1 
678955 680426 

iales; Brucellac 

ref|NR_028899.1 

2 683236 Neisse 

Neisseria. 

ref |NR_028876.1 


Aminobacter 
NR_028854.1 


eae; 
ref 


Psychroflexus. 


tes; Bacillales; Bacillaceae; Tenuibacillus. 
413350 413372 33 55 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
428740 428794 1 55 gi|265678769|ref|NR_029074.1| Corynebacterium 
in YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
444211 444241 33 63 gi| 265678759 |ref|NR_029064.1| Croceibacter 
HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
490097 490159 3 65 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Corynebacterium 
Corynebacterium 
ineae; 


Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Corynebacterium 
574399 Corynebacterium 
orynebacterineae; 


Corynebacterium 
Corynebacterium 
ineae; 


Corynebacterium 
Corynebacterium 
terineae; 


Corynebacterium 
Corynebacterium 


cterineae; 


Fusobacterium equinum 
equinum Bacteria; 


Arthrobacter roseus 


roseus Bacteria; 


, 


Arthrobacter. 
Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Ochrobactrum tritici 


4 Ochrobactrum tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Neisseria lactamica 
ria lactamica Bacteria; 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Psychroflexus tropicus 


744001 745418 Psychroflexus tropicus Bacteria; 
Flavobacteriaceae; 


montpellierensis 
montpellierensis 


suicloacalis stra 
suicloacalis Bact 
4 
strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
414236 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


strain Z-7191 16S 
irmicutes; Clost 


F 
4 
salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 
4 


strain SH22623 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
414236 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


moniliformis DSM 
DSM 12112 Bacteri 
4 
ATCC 700755 16S r 
Bacteria; Bactero 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


stercorihominis D 
stercorihominis D 


414236 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


414236 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


414236 Bacteria_16S 


iigataensis stra 
iigataensis Bact 


n 
n 
4 
aminovorans strai 
aminovorans Bacte 
4 
temperatum strain 
temperatum Bacter 


414236 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 
4 
gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 
4 
gonidiaformans st 
gonidiaformans AT 
4 
milosensis strain 
Bacteria; Firmicu 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


767116 767170 1 55 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
773255 773277 33 55 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
794729 794751 33 55 gi 
B 16S ribosomal RNA, partial sequence 


808647 808669 33 55 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; 
891955 891977 33 55 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
956903 956925 33 55 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


gi 


1025781 1025803 33 55 
S ribosomal RNA, partial sequence 


gi 


1047227 1047281 1 55 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1134598 1134652 1 55 gi 
CECT 5990 16S ribosomal RNA, partial s 
a; Acti 
e; Corynebacterium. 

1157340 1157362 33 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1167915 1167937 33 55 gi 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
1170988 1171042 1 55 gi 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


55 gi 


’ 


1183134 1183156 33 55 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1207342 1207396 1 55 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1232989 1233011 33 55 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1239082 1239104 33 55 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1240598 1240620 33 55 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1243586 1243608 33 55 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1291591 12916451 55 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

1340317 1340339 33 55 
train MSR-1 16S ribosomal RNA, 
SR-1 Bacteria; Proteobacteria; 


gi 
partial 
Alphapr 


1358642 1358664 33 55 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; Fusob 
1441962 1442016 1 55 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 


414236 Bacteria_16S 


Lactobacillaceae; 


890778 89219 
Halobacteroida 


1024681 10260 


nobacteria; Actinobacteridae; Actinomycet 


1166738 


1169826 


ence 14407 


265678535 
artial seq 
tridiales; 
265678531 
quence 
nobacteria 
265678516 
79361 
biaceae; R 
265678507 
e 80741 
; Lactobac 
265678450 


ceae; Oren 
265678408 
sequence 
acteria; R 
265678361 


biaceae; R 
265678347 
uence 
ceae; Cera 
253680767 
equence 


228721492 
nce 11561 
bacteriace 
228719858 
11681 
s; Flavoba 
228719618 
11712 
ales; Pseu 
228717350 
quence 
dia; Clost 
228715354 
12061 
richales; 
219878271 
quence 
cteria; Rh 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 
a; Rhizobi 
228720812 
e 12904 
tinomyceta 


228721340 
sequence 
oteobacter 


228720055 
tial seque 


224581427 


llus. 


1451045 1451099 1 55 gi 


acteriales; 


ref 
uenc 


NR_028839.1 
e 765978 
Veillonellaceae 
ref |NR_028835.1 

772034 773579 
ceae; Atopostipe 
ref |NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028810.1 
2 808917 Lactob 
illus. 
ref|NR_028752.1 


ia. 
ref |NR_028710.1 

955748 957207 
hizobiales; Phyl 
ref|NR_028663.1 
hizobium/Agrobac 
ref |NR_028649.1 
1046039 104752 
sibacillus. 
ref|NR_028015.1 
133500 113488 
ales; Corynebact 


R 


v 


ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref |NR_027586.1 
92 Psychroflexus 
cteriaceae; Psyc 
ref|NR_027583.1 
94 Thermobispora 
donocardineae; P 
ref|NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref|NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 


b 


ref|NR_027605.1 

1339181 134062 
ia; Rhodospirill 
ref 
nce 


NR_027588.1 

135754 
; Fusobacteriace 
ref |NR_027209.1 
88 1442278 Filoba 


224581420 


spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 


Veillonella 

767386 Veillonella 
Veillonella. 
Atopostipes 
Atopostipes 


, 


Ss. 

Rhizobium loessense 

ium loessense Bacteria; 

terium group; Rhizobium. 
Lactobacillus 

acillus ingluviei 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Cerasibacillus 
2 Cerasibacillus 


Corynebacterium 
1 Corynebacterium 
erineae; 


Streptobacillus 
obacillus moniliformis 
lus. 

Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 

Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Corynebacterium 
bacterium urealyticum 
rineae; 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Filobacillus 
cillus milosensis 


ref |NR_027201.1 
1449903 145131 


Corynebacterium 
6 Corynebacterium 


spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
414236 Bacteria_16S 
vincentii ATCC 49256 16S ribosomal RNA, 
te 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


tianshanense stra 
tianshanense Bact 


Mesorhizobium. 


strain SO2 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
414236 Bacteria_16S 


afermentans subsp 
Actinomycetales; 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
414236 Bacteria_16S 


strain USDA 9030 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 
4 
lusatiensis strai 
Bacteria; Proteob 


mericanum strain 
mericanum Bacter 
inorhizobium/Ens 


4 
al 
al 
Ss 
4 
gallinifaecis str 
gallinifaecis Bac 
4 
atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


414236 Bacteria_16S 


gelidilacus strai 
gelidilacus Bacte 


414236 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


414236 Bacteria_16S 


entericus strain 
entericus Bacteri 


414236 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 
4 
andavensis strai 
andavensis Bacte 
rthrobacter. 


apitovis strain 
apitovis Bacteri 
Corynebacteriacea 


g 
g 
A 
4 
c 
c 


414236 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


Corynebacterium afermentans subsp. 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


e; Corynebacterium. 


1454044 1454106 3 65 gi 


Bacteria; Actinobacteria; Actinobacte 


1482869 1482891 33 55 gi 


vincentii ATCC 49256 Bacteria; Fusobac 


1485860 1485882 33 55 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1487373 1487395 33 55 
bosomal RNA, partial sequence 


gi 


1500923 1500977 1 55 gi 
- afermentans strain CIP 103499 16S ri 
Corynebacterineae; Corynebacteriaceae; 
1502316 1502378 3 65 gi 
16S ribosomal RNA, complete sequence 

1503838 1503860 33 


55 gi 


1515817 1515839 33 55 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


1570155 1570177 33 55 gi 
n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1580761 1580783 33 55 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 

1656979 1657001 33 55 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1710453 1710507 1 55 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
1713453 1713507 1 


55 gi 


n R-8899 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
1721174 1721196 33 55 gi 


obacteriales; Fusobacteriaceae; Cetoba 
1765289 1765311 33 55 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1771216 17712701 55 gi 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

1799871 1799933 3 65 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


1856399 1856453 1 55 gi 
CCUG 39779 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; A 
e; Corynebacterium. 

1859367 1859421 1 55 gi 
in CCUG 41823 16S ribosomal RNA, parti 


e; Corynebacterium. 


414236 Bacteria_16S 


strain G2-1 16S ribosomal RNA, partia 


eria; Actinobacteria; Actinobacteridae; 


1 


ri 


bo 


afermentans Bacteria; Actinobacteria; 


Cc 


oc 


bi 
1 
te 
ce 
le 
se 
a; 

s 
er 
ce 


al 


qu 
VO. 


ct 


eq 
oc 


qu 
in 


qu 


se 
ct 


al 


v 


1890139 1890161 33 55 gi 


chacoense strain PR5 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


224581418 
ridae; Act 


219878151 


219857250 
qu 


219857235 
1486230 14876 
bi 
219846622 


219846604 


219846475 
16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


414236 Bacteria_16S 219878113 


219878173 


219878491 


219878437 


219878401 


219878399 


219878394 


16S ribosomal RNA, partial sequence 1719990 17214 


219878361 


219878357 


219878336 


Actinomyc 


219878297 


219878295 


219878272 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


sequence 


ref 
sequ 
obac 


NR_025290.1 
ence 148170 
teriales; Fu 


partial 
ria; Fus 


ref |NR_024880.1 
1484704 148617 
biales; Phylloba 


ence 
a; Rhizo 
ref |NR_024863.1 
hizo 
ref 
A, c 


aceae; R bium/Agrobac 
NR_026214.1 
somal RN. omplete sequ 
terium. 
ref |NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 


ref |NR_026067.1 


orynebac 


15011 
occineae 


aceae; Rhizobium/Agrobac 
ref|NR_025252.1 
1514694 151610 


zobiales; Phyllo 


sequence 
ria; Rhi 


ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


15690 
s; Phyll 
quence 
Rhizobi 


, 


ref|NR_025576.1 
1655822 165727 
obiales; Brucell 
ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


equence 
ia; Rhiz 


17093 
es; Cory 
ref|NR_025538.1 

1712309 171377 
les; Flavobacter 
ref |NR_025533.1 
59 Cetobacterium 


ence 
bacteria 


erium. 
ref|NR_025500.1 

1764167 176550 
; Streptococcus. 
ref|NR_025496.1 

1770072 177148 
Corynebacter 


uence 
occaceae 


ence 
omycetales; 
ref|NR_025475.1 
1798724 180016 
etales; Micrococ 


ence 


ref|NR_025436.1 
1855266 185659 
ales; Corynebact 


quence 
inomycet 


, 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


sequenc 
Actinomy 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Mesorhizobium 
9 Mesorhizobium 


cteriaceae; 


Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 

Rhizobium tropici 


’ 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Mesorhizobium 

8 Mesorhizobium 

bacteriaceae; 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 
Cetobacterium somerae 
somerae Bacteria; 


Streptococcus 
1 Streptococcus 


Corynebacterium 
6 Corynebacterium 
ineae; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


ref|NR_025411.1 
1888988 1890453 Mesorh 


Mesorhizobium 
izobium chacoense 


strain TMW 1.666 
Bacteria; 


strain CF-25 16S 


variabile strain 


variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
Corynebacteriaceae; Corynebacterium. 

414236 Bacteria_16S 2037419 2037473 1 55 gi|219878170|ref|NR_025309.1 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

414236 Bacteria_16S 2040566 2040588 33 55 gi|219878168|ref|NR_025307.1 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 204086 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 
414236 Bacteria_16S 2063611 2063665 1 55 gi| 219878148 |ref|NR_025287.1 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
414236 Bacteria_16S 2065135 2065189 1 55 gi| 219878147 |ref|NR_025286.1 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
414236 Bacteria_16S 2075902 2075924 33 55 gi|219878139|ref|NR_025278.1 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 20762 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
414236 Bacteria_16S 2085155 2085177 33 55 gi| 219878133 |ref|NR_025272.1 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 20854 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
414236 Bacteria_16S 2088250 2088272 33 55 gi|219878131|ref|NR_025270.1 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 208849 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desul 
414236 Bacteria_16S 2097299 2097353 1 55 gi|219878124|ref|NR_025263.1 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteri 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

414236 Bacteria_16S 2098790 2098812 33 55 gi|219878123|ref|NR_025262.1 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 209908 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phylloba 
Nitratireductor. 

414236 Bacteria_16S 2197318 2197340 33 55 gi|219857601|ref|NR_025189.1 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 219764 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
414236 Bacteria_16S 2245710 2245732 33 55 gi| 219857569 |ref|NR_025157.1 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizob 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobi 
Rhizobium. 

414236 Bacteria_16S 2296171 2296193 33 55 gi|219857533|ref|NR_025121.1 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 22964 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
414236 Bacteria_16S 2297637 2297659 33 55 gi|219857532|ref|NR_025120.1 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 22979 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
414236 Bacteria_16S 2335499 2335521 33 55 gi| 219857505 |ref|NR_025093.1 
strain DM12 16S ribosomal RNA, partial sequence 2334350 23357 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
414236 Bacteria_16S 2344417 23444711 55 gi| 219857498 |ref|NR_025086.1 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 234473 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propio 
Nocardioidaceae; Actinopolymorpha. 

414236 Bacteria_16S 2347450 2347512 3 65 gi|219857496|ref|NR_025084.1 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 234777 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Arthrobacter. 

414236 Bacteria_16S 2348959 2349021 3 65 gi|219857495|ref|NR_025083.1 
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gi 
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bacterium simulans 


orynebacteriaceae; 


Dolosicoccus 
7 Dolosicoccus 


furobacterium. 

a; Bacteroidetes; 
Nitratireductor 

7 Nitratireductor 

cteriaceae; 
Lactobacillus 

0 Lactobacillus 


ium indigoferae 


Bartonella bovis 
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Arthrobacter 
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methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


Lactobacillus frumenti 


Arthrobacter luteolus 
65 Arthrobacter luteolus Bacteria; 
Mi 
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414236 Bacteria_16S 2396066 2396088 33 
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Bacteria; Firmicutes; Lactobacillales; 
414236 Bacteria_16S 2483956 2484010 1 
strain B1/Tl 16S 


414236 Bacteria_16S 
chlorophenolicus 
chlorophenolicus 
Micrococcaceae; Arthrobacter. 
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414236 Bacteria_16S 3214164 3214218 1 55 gi|219846778|ref|NR_026370.1 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, partial sequence 321302 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacteriaceae; Corynebacterium. 

414236 Bacteria_16S 3215687 32157411 55 gi| 219846777 |ref|NR_026369.1 
imitans strain 2023 16S ribosomal RNA, partial sequence 3214549 3216020 Coryne 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
Corynebacterium. 

414236 Bacteria_16S 3224852 3224906 1 55 gi|219846771|ref|NR_026363.1 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actino 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Acti 
Actinomyces. 

414236 Bacteria_16S 3240096 3240118 33 55 gi|219846761|ref|NR_026353.1 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter 
414236 Bacteria_16S 3311224 3311288 1 65 gi|219846713|ref|NR_026305.1 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 33114 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
414236 Bacteria_16S 3343048 3343102 1 55 gi|219846689 
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Actinomyces europaeus 
myces europaeus 


nomycetaceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Georgenia muralis 
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414236 Bacteria_16S 3402416 3402478 3 65 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
414236 Bacteria_16S 3403954 3404016 3 65 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
414236 Bacteria_16S 3405484 3405546 3 65 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

414236 Bacteria_16S 3407011 3407073 3 65 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
414236 Bacteria_16S 3430940 3430994 1 55 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

414236 Bacteria_16S 3432313 3432367 1 55 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

414236 Bacteria_16S 3433761 3433815 1 55 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

414236 Bacteria_16S 3435119 3435173 1 55 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

414236 Bacteria_16S 3436551 3436605 1 55 gi|219846619|ref|NR_026211.1| Corynebacterium auris 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

414236 Bacteria_16S 3456351 3456413 3 65 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
414236 Bacteria_16S 3460894 3460956 3 65 gi|219846602|ref|NR_026194.1]| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

414236 Bacteria_16S 3462416 3462478 3 65 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter ramosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
414236 Bacteria_16S 3463938 3464000 3 65 gi|219846600|ref|NR_026192.1]| Arthrobacter 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 3462784 3464255 Arthrobacter 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

414236 Bacteria_16S 3465462 3465524 3 65 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
414236 Bacteria_16S 3468506 3468568 3 65 gi|219846597|ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

414236 Bacteria_16S 3470032 3470094 3 65 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
414236 Bacteria_16S 3471552 3471614 3 65 gi|219846595|ref|NR_026187.1| Arthrobacter 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 3471862 Arthrobacter 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

414236 Bacteria_16S 3500354 3500376 33 55 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

414236 Bacteria_16S 3541453 3541507 1 55 gi|219846549|ref|NR_026141.1| Bacillus clarkii 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

414236 Bacteria_16S 3578034 3578056 33 55 gi|219846524|ref|NR_026116.1| Blastobacter 
capsulatus strain 216 16S ribosomal RNA, complete sequence 3576905 3578325 Blastobacter capsulatus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 

414236 Bacteria_16S 3579498 3579520 33 55 gi|219846523|ref|NR_026115.1| Blastobacter 


aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 


3578376 3579789 Blastobacter 


aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 


strain R91/1468 1 
Firmicutes; 


strain LMG 7837 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinor 
Sinorhizobium. 
414236 Bacteria_16S 3614702 3614724 33 55 gi| 219846496 |ref 
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Firmicutes; 


nucleatum subsp. 
Fusobacteriaceae; 


nucleatum subsp. 
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P 
4 
£ 
Bacteria; 
4 


strain CNS 2-75 1 
acteria; 


P 
4 
£ 
B 
4 


Tenericutes; Moll 


414236 Bacteria_16S 3801290 3801312 33 55 gi|219846362|ref|NR_025953.1 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 
414236 Bacteria_16S 3815026 3815080 1 55 gi|219846353|ref|NR_025944.1 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 3813879 381534 
salegens Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
414236 Bacteria_16S 3861991 3862013 33 55 gi|219846321|ref|NR_025911.1 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

414236 Bacteria_16S 3894368 3894390 33 55 gi|219846299|ref|NR_025889.1 
strain F9251 16S ribosomal RNA, partial sequence 3893217 38946 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
414236 Bacteria_16S 3899027 3899049 33 55 gi|219846296|ref|NR_025886.1 
strain B9 16S ribosomal RNA, partial sequence 3897893 38992 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ahrensia. 
414236 Bacteria_16S 3908118 3908172 1 55 gi|219846289|ref|NR_025879.1 


strain FT2-B 16S 
Tenericutes; Moll 


414236 Bacteria_16S 


strain A417 16S r 
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414236 Bacteria_16S 
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414236 Bacteria_16S 
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414236 Bacteria_16S 
16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
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414236 Bacteria_16S 
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3655554 3655576 33 55 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


se 
er 
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gi 


bi 
3681520 3681574 1 55 gi 
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idetes; Flavobacteria; Flavobacteriale 
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ce 
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11 
3793752 3793806 1 55 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
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nc 
S; 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3909645 3909699 1 55 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 

3911174 39112281 55 gi 
rain D6P-C 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
3967998 3968020 33 55 gi 
6S ribosomal RNA, 


se 
la 


ob 


219846506 
6S ribosomal RNA, partial sequence 3599877 36013 


219846504 
6S ribosomal RNA, partial sequence 3602996 36044 


16S ribosomal RNA, partial sequence 3613485 36150 


219846468 


219846467 
3655877 36573 
roteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
14236 Bacteria_16S 
ilamentus strain 
Bactero 
14236 Bacteria_16S 


219846450 


219846448 
6S ribosomal RNA, partial sequence 3683303 36847 
roteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
14236 Bacteria_16S 
ranzmannii strai 
Bactero 
14236 Bacteria_16S 
strain PS6 16S ri 


219846368 


219846363 
3798661 38001 


3906969 39084 


219846288 
3908492 39099 


219846287 


219846247 
complete sequence 3966839 39683 


ref 


nulum. 
ref 


hizo 
ref 


aceae; R 


quence 
ia; Rhodobac 
ref 


hizo 
ref 


aceae; R 
36803 
Flavobacter 


ref 


chro 
ref 


aceae; O 


e 37926 
Flavobacter 


ref 


ref 


ref 
quence 

smataceae; U 
ref 


acteriaceae; 


3969499 3969521 33 55 gi 
2 16S ribosomal RNA, partial sequence 


219846246 


32 Sinorhizobium 


09 Alloiococcus 


3654403 36558 


74 3681813 Polar 


56 Ochrobactrum 


06 3794045 Polar 


3910020 39114 


15 Mesorhizobium 


NR_026098.1 


NR_026096.1 


hizobium/Ens 


NR_026088.1 


bium/Agrobac 
NR_026060.1 
2 
fo) 


terales; Rh 


NR_026059.1 


bium/Agrobac 
NR_026041.1 
i 
iaceae; Pola 
NR_026039.1 


bactrum. 
NR_025959.1 
i 
iaceae; Pola 
NR_025954.1 


NR_025878.1 


NR_025877.1 
9 
reaplasma. 
NR_025837.1 


Mesorhizobi 


ref 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Alloiococcus otitis 


otitis Bacteria; 


bacillales; Carnobacteriaceae; Alloiococcus. 

3619178 3619200 33 55 gi|219846493|ref|NR_026085.1| Fusobacterium 
ain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
teria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

3620559 3620581 33 55 gi|219846492|ref|NR_026084.1| Fusobacterium 
animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 

Fusobacterium nucleatum subsp. animalis Bacteria; Fusobacteria; Fusobacteriales; 
Fusobacterium. 

3621940 3621962 33 55 gi|219846491|ref|NR_026083.1| Fusobacterium 
fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

3646379 3646401 33 55 gi|219846474|ref|NR_026066.1| Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Amaricoccus 

6 Amaricoccus 

dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Polaribacter 
bacter filamentus 
ribacter. 

Ochrobactrum anthropi 


anthropi Bacteria; 


Polaribacter 
bacter franzmannii 
ribacter. 

Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Lactobacillus reuteri 
Bacteria; Firmicutes; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 
Mesorhizobium loti 
loti Bacteria; 
um. 


NR_025836.1 


Phaeospirillum fulvum 


3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 


strain gal 1261 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
414236 Bacteria_16S 3986870 3986924 1 55 gi|219846234|ref|NR_025824.1 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 39871 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 
414236 Bacteria_16S 3988347 3988401 1 55 gi|219846233|ref|NR_025823.1 
strain KMM 6020 16S ribosomal RNA, partial sequence 3987206 39886 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aquimarina. 
414236 Bacteria_16S 3989825 3989879 1 55 gi| 219846232 |ref|NR_025822.1 


414236 Bacteria_16S 
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219846238 
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14236 Bacteria_16S 
KMM 6031 16S ribosomal RNA, partial sequence 3990163 3991609 Piboc 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 
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14236 Bacteria_16S 
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262778 262831 3 56 gi 
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s 
A 
422493 422546 3 


56 gi 


ctinobacteridae; Actinomycetales; Microc 
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ref 


vibacter. 
NR_025714.1 
133716 413512 
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ref|NR_025679.1 
181497 418295 
ceae; Fusobacter 


ref |NR_029274.1 


rs 
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ref|NR_029191.1 
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; Yaniellaceae; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 
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Salegentibacter 
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iaceae; Salegentibacter. 
Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Thiomonas intermedia 
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00 Veillonella caviae Bacteria; 


Maribacter ulvicola 
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Bartonella chomelii 
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Ulvibacter litoralis 
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3 Paracoccus 
obacteraceae; 
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4 Fusobacterium 
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Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 
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Mycoplasma 
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lutea Bacteria; 
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Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
occineae; 


Yaniella. 


ref|NR_029075.1 
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xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 
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eria; Actinobacteria; Actinobacteridae; 


265678721 


gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 
gangotriensis Bacteria; Actinobacteria; Actinobacterida 
Micrococcaceae; Arthrobacter. 
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228720981 


somal RNA, partial sequence 1162257 1163688 Meiot 
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224581444 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Act 


414236 Bacteria_16S 1617441 1617494 3 56 gi|219878465 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobact 
Algoriphagus. 

414236 Bacteria_16S 1618964 1619017 3 56 gi| 219878464 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 16192 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteria 
414236 Bacteria_16S 1620487 1620540 3 56 gi| 219878463 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobact 
Algoriphagus. 

414236 Bacteria_16S 1622010 1622063 3 56 gi| 219878462 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobac 
Algoriphagus. 
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strain 4-0 16S ribosomal RNA, partial sequence 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
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asiphocae strain M597/99/10 16S ribosomal RNA, partial 
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14236 Bacteria_16S 
antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
14236 Bacteria_16S 
strain 462/2 16S 
Tenericutes; Moll 
14236 Bacteria_16S 
strain 852 16S ribosomal RNA, partial sequence 


1874693 1874746 3 56 gi 


2066656 2066709 3 56 gi 


2207893 2207918 31 56 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2281122 2281147 31 56 gi 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


414236 Bacteria_16S 


2393057 2393110 3 56 gi 


galactanivorans strain Dsij 16S ribosomal RNA, partial 


galactanivorans Bacteria; 
14236 Bacteria_16S 


4 


Bacteroidetes; 
2455473 2455526 3 


Flavobacteria; 
56 gi 


219878285 
sequence 
Actinomyce 


219878146 

20655 
Micr 

219857594 


2206719 22081 


219857546 


2279959 22814 


219857465 
sequence 
Flavobact 
219857415 


psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


Actinomycetales; 


Actinomycetales; 


e; Actinomycetales; 


ref|NR_029073.1| Nesterenkonia 
429128 430610 Nesterenkonia 
Micrococcineae; Micrococcaceae; 


ref|NR_029027.1] Arthrobacter 
493586 495067 Arthrobacter 
Micrococcineae; Micrococcaceae; 


ref|NR_029026.1] Arthrobacter 
495118 496571 Arthrobacter 
Micrococcineae; 


ref |NR_028733.1| Slackia 
e 920164 921628 Slackia 
iobacteriales; Coriobacterineae; 


Marinithermus 
6 Marinithermus 
es; Thermaceae; Marinithermus. 
ref|NR_028600.1| Kineosporia rhamnosa 
13 Kineosporia rhamnosa Bacteria; 
e; Kineosporiaceae; Kineosporia. 
ref|NR_027600.1| Meiothermus silvanus 
hermus silvanus DSM 9946 Bacteria; 


ref |NR_028639.1 
1059624 106111 


ref|NR_027226.1] Arthrobacter 
1420664 1422164 Arthrobacter 
inomycetales; Micrococcineae; 


ref|NR_025604.1| Algoriphagus 
1616292 1617764 Algoriphagus 
eriales; Cyclobacteriaceae; 


ref|NR_025603.1| Algoriphagus chordae 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 

ref|NR_025602.1| Algoriphagus 

1619338 1620810 Algoriphagus 
eriales; Cyclobacteriaceae; 


ref|NR_025601.1| Algoriphagus 
1620861 1622333 Algoriphagus 
teriales; Cyclobacteriaceae; 


ref|NR_025488.1| Citricoccus muralis 
24 Citricoccus muralis Bacteria; 

; Micrococcaceae; Citricoccus. 
ref|NR_025462.1| Plantibacter flavus 
91 Plantibacter flavus Bacteria; 

; Microbacteriaceae; Plantibacter. 
ref|NR_025424.1] Arthrobacter 

1873541 1874936 Arthrobacter 

tales; Micrococcineae; Micrococcaceae; 


ref|NR_025285.1| Micrococcus 

12 2067008 Micrococcus antarcticus 
ococcineae; Micrococcaceae; Micrococcus. 
ref|NR_025182.1| Mycoplasma dispar 

93 Mycoplasma dispar Bacteria; 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025053.1| Zobellia 
2391886 2393368 Zobellia 
eriales; Flavobacteriaceae; Zobellia. 
ref|NR_025003.1] Arthrobacter 
2454319 2455732 Arthrobacter 


Bacteroidetes; 
414236 Bacteria_16S 
strain KMM 3676 16S ribosomal RNA, partial sequence 2684767 26861 


Bacteroidetes; Flavobacteriaceae 


4 
s 


Bacteroidetes; 


4 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 
thermoluteolus Bacteria; 
Hydrogenophilus. 


4 
s 


4 
s 
s 


Verrucomicrobium. 


4 
s 


4 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae 


4 
s 
T 
4 
£ 
£ 
4 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequen 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; 


4 
s 
B 
4 
s 


4 
s 
Cc 
4 


4 
s 
T 
4 
s 
T 


414236 Bacteria_16S 
strain KMM 3677 16S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriaceae 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 
train F98.3HR69 


14236 Bacteria_16S 
pinosum Bacteria; 


14236 Bacteria_16S 
train DSM 20315 
14236 Bacteria_16S 
14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 


14236 Bacteria_16S 
acteroidetes; 

14236 Bacteria_16S 
train C3H-21 16S 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


2684446 2684499 3 


2685888 2685941 3 


2687357 2687410 3 


2919161 2919214 3 
Proteobacteria; 


3099280 3099333 3 


3364647 3364700 1 


3453296 3453349 3 


3751592 3751617 31 


3754632 3754657 31 


3763754 3763807 1 


Firmicutes; 
4059132 4059185 3 


Citricoccus. 


4094049 4094102 3 


4244616 4244669 3 


56 


Flavobacteriales; 


56 


Flavobacteriales; 


56 


Flavobacteriales; 


56 


Betaproteobacteria; 


56 


54 


56 


56 


56 


train M165/69 16S ribosomal RNA, partial sequence 
enericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


54 


Clostridia; 


56 


56 


Flavobacteriales; 


56 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


gi 


gi 


train KMM 3526 16S ribosomal RNA, partial sequence 2686201 26876 
Flavobacteriaceae 


gi 


gi 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


pinosum strain DSM 4136 16S ribosomal RNA, partial sequence 
Verrucomicrobia; Verrucomicrobiae; Verrucomicr 


gi 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


gi 


gi 


ibrisolvens strain ATCC 19171 16S ribosomal RNA, partial 


ibrisolvens Bacteria; Clostridiales; 


gi 


gi 


train KMM 3941 16S ribosomal RNA, partial sequence 4092900 40943 
Flavobacteriaceae 


gi 


3753459 37549 


4243475 42448 


219857200 


219857199 


219857198 


219856844 
Hydr 


219846856 


219846674 


219846608 


219846398 


219846396 


219846390 
sequenc 
Lac 
219846181 


219846157 


219722939 


Actinomycetales; 


ref |NR_024828.1 
; Zobellia. 
ref |NR_024827.1 


; Zobellia. 
ref |NR_024826.1 


; Zobellia. 
ref|NR_024663.1 

2918000 291946 
ogenophilales; H 


ref |NR_026448.1 
; Micrococcaceae 
ref |NR_026266.1 

3363492 336498 
obiales; Verruco 
ref |NR_026200.1 
; Micrococcaceae 
ref|NR_025989.1 

3750418 375189 
; Mycoplasma. 
ref |NR_025987.1 


ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025771.1 
ce 4057969 405944 
Micro 
ref|NR_025747.1 
; Arenibacter. 
ref|NR_024571.1 


; Dermabacterace 


Zobellia russellii 


16 Zobellia russellii Bacteria; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Arthrobacter rhombi 


44 Arthrobacter rhombi Bacteria; 


; Arthrobacter. 
Verrucomicrobium 

3 Verrucomicrobium 

microbiaceae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 
Mycoplasma 
2 Mycoplasma 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 

Citricoccus 
8 Citricoccus 
coccineae; 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 


14236 Bacteria_16S 84248 84288 16 56 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
train F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
lostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

14236 Bacteria_16S 87275 87315 16 56 gi| 265679005 |ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

14236 Bacteria_16S 279491 279515 31 55 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 

train ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 

enericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

14236 Bacteria_16S 288499 288523 31 55 gi|265678868|ref|NR_029174.1| Mycoplasma felis 

train ATCC 23391 16S ribosomal RNA, partial sequence 287341 288773 Mycoplasma felis Bacteria; 

enericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

14236 Bacteria_16S 705527 705591 1 65 gi| 265678579 |ref|NR_028884.1| Friedmanniella 

acustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 

acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
riedmanniella. 

14236 Bacteria_16S 740684 740739 1 56 gi|265678554|ref|NR_028858.1| Saccharomonospora 

aurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


4 
1 
B 
F 
4 
Pp 


P 
4 
s 
T 
4 
Pp 
B 
4 


seudonocardineae; 
14236 Bacteria_16S 
14236 Bacteria_16S 


acteria; 
14236 Bacteria_16S 


804042 804066 31 


946016 946080 1 


960027 960049 33 


55 


train PG14 16S ribosomal RNA, partial sequence 
enericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


65 


55 


Saccharomonospora. 


gi 


802889 80433 


gi 


seudoflava strain GA3 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


265678510 


265678415 
94484 


265678405 


Comamonadaceae; 


ref|NR_028813.1 


ref|NR_028717.1 
6 946358 Hydrog 
Hy 
ref|NR_028707.1 


selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 


selenitireducens Bacteria; 


Firmicutes; 


Bacillales; 


Bacillaceae; 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardiaceae; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Bacillus 


958824 960272 


Bacillus. 


Bacillus 


strain Se-3111 16 
inopinata strain 
acteria; Firmicu 
ymphophilum stra 


ymphophilum Bact 


B 
4 
1 
1 
Propionibacteriac 
4 


Tenericutes; Moll 


Tenericutes; Moll 


strain MK405 16S 
Tenericutes; Moll 


lagogenitalium st 
lagogenitalium Ba 


414236 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


gallopavonis stra 
Bacteria; Teneric 


strain H831 16S r 
Tenericutes; Moll 


strain CH 16S rib 
Tenericutes; Moll 


414236 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


414236 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


414236 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


414236 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


strain 105 16S ri 
Tenericutes; Moll 


phocicerebrale st 
phocicerebrale Ba 


strain KF46F 16S 
Proteobacteria; B 
australiense stra 
australiense Bact 
Propionibacteriac 


414236 Bacteria_16S 
rain AH159 16S ribosomal RNA, partial 


spermatophilum st 
spermatophilum Ba 
4 
strain PG30 16S r 
Tenericutes; Moll 


strain MMP-1 16S 
Tenericutes; Moll 


414236 Bacteria_16S 


14236 Bacteria_16S 
strain 128 16S ribosomal RNA, partial sequence 


14236 Bacteria_16S 


1222301 1222365 1 


1632583 1632638 1 


2080511 2080563 3 


eae; Propionimicrobium. 
2198838 2198862 31 


2200336 2200360 31 


2201847 2201871 31 
ribosomal RNA, partial 


2203369 2203393 31 


cteria; 
2204868 2204892 31 


2206367 2206391 31 


2209394 2209418 31 
ibosomal RNA, partial 


2210922 2210946 31 


icutes; 
2212422 2212446 31 
ribosomal RNA, partial 
icutes; 
2213922 2213946 31 
ribosomal RNA, partial 
icutes; 
2215420 2215444 31 
ribosomal RNA, partial 
icutes; 
2216920 2216944 31 
ibosomal RNA, partial 


2279608 2279632 31 


2282630 2282654 31 


2305134 2305198 1 
ribosomal RNA, partial 


2359616 2359680 1 


eae; Propionibacterium. 
2368808 2368832 31 


cteria; 
2376326 2376350 31 
ibosomal RNA, partial 


2377840 2377864 31 
ribosomal RNA, partial 


4 


2379348 2379372 31 


65 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
414236 Bacteria_16S 
143-02 16S ribosomal RNA, partial sequence 16314 
tes; Erysipelotrichi; Erysipelotrichales; 
14236 Bacteria_16S 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


56 


55 


55 


icutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 
strain MX9 16S ribosomal RNA, partial sequence 


55 


icutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 


55 
sequence 


icutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 


55 


rain 12MS 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; 


55 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 


55 


in WR1 16S ribosomal RNA, partial sequence 22052 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 


55 


sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 
osomal RNA, partial sequence 


55 


Mycoplasmataceae; Mycoplasma. 


55 
sequence 


Mycoplasmataceae; Mycoplasma. 


55 
sequence 


Mycoplasmataceae; Mycoplasma. 


55 
sequence 


Mycoplasmataceae; Mycoplasma. 


55 


sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 


55 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 


55 


rain 1049 16S ribosomal RNA, partial sequence 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; 
414236 Bacteria_16S 


65 
sequence 


65 


55 


Tenericutes; Mollicutes; Mycoplasmataceae; 


55 


sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
414236 Bacteria_16S 


55 
sequence 


icutes; Mycoplasmataceae; Mycoplasma. 
14236 Bacteria_16S 
columbinasale strain 694 16S ribosomal RNA, partial sequence 


55 


gi|219878356 
1221167 12226 


ref 


219878455 |ref 


gi 


219878136 
sequence 


gi ref 


gi| 219857600 
2197691 21991 


ref 


gi| 219857599 |ref 


2199190 22006 


gi|219857598 
2200688 22021 


ref 
gi| 219857597 


gi| 219857596 
2203720 22051 


ref 


219857595 |ref 


gi 


gi| 219857593 
2208244 22096 


ref 


gi|219857592 
2209746 22112 


ref 


gi|219857591 
2211275 22127 


ref 


gi|219857590|ref 


2212774 22142 


gi|219857589 
2214274 22157 


ref 


gi|219857588 
2215772 22172 


ref 


gi| 219857547 
2278443 22799 


ref 
gi|]219857545 


gi| 219857526 
2303983 23054 


ref 


219857488 |ref 


gi 
Actinomyceta 


219857481 
sequence 


gi ref 
M 
gi|219857476|ref 


2375159 23766 


gi| 219857475 
2376676 23781 


ref 


219857474 |ref 


20 1632923 Erysip 
Erysipelotrichaceae; 


2079371 208087 
Actinomycetales; Propion 


20 2206668 Mycopl 


2367647 23690 


NR_025495.1 


NR_025594.1 


E 
NR_025275.1 


NR_025188.1 


NR_025187.1 


NR_025186.1 


NR_025184.1 


NR_025183.1 


NR_025181.1 


NR_025180.1 


NR_025179.1 


NR_025178.1 


NR_025177.1 


NR_025176.1 


NR_025135.1 


Xenophilus. 
NR_025076.1 
5 
les; Propion 


NR_025069.1 
7 
ycoplasma. 
NR_025064.1 


NR_025063.1 


NR_025062.1 


gi 


Salana multivorans 


13 Salana multivorans Bacteria; 
Beutenbergiaceae; 


Salana. 
Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
414236 Bacteria_16S 
in LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 23599 
eria; Actinobacteria; Actinobacteridae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Mycoplasma 
5 Mycoplasma 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Mycoplasma 


2378183 2379640 Mycoplasma 


strain 383 16S ri 
Tenericutes; Moll 
4 
strain H/T1 16S r 
Tenericutes; Moll 


strain DC333 16S 
Tenericutes; Moll 


strain TB 16S rib 
Tenericutes; Moll 


strain CH20247 16 
Tenericutes; Moll 


strain M432/72 16 
Tenericutes; Moll 
4 
strain 1219 16S r 
Tenericutes; Moll 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 


intermedia strain 
Bacteria; Proteob 


414236 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


414236 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Nocardioidaceae; 


414236 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


414236 Bacteria_16S 


strain DSM 20167 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
414236 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


414236 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 
4 
strain PG43 16S r 
Tenericutes; Moll 


414236 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


strain RB 16S rib 
fever group. 


leonicaptivi stra 
Bacteria; Teneric 


strain ATCC 27255 
Firmicutes; Clost 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


14236 Bacteria_16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


2479456 2479480 31 55 gi| 219857397 
bosomal RNA, partial sequence 2478295 24797 
icutes; Mycoplasmataceae; Mycoplasma. 

2480965 2480989 31 55 gi| 219857396 
ibosomal RNA, partial sequence 2479798 24812 
icutes; Mycoplasmataceae; Mycoplasma. 

2482475 2482499 31 55 gi| 219857395 
ribosomal RNA, partial sequence 2481316 24827 
icutes; Mycoplasmataceae; Mycoplasma. 

2485498 2485522 31 55 gi| 219857393 
osomal RNA, partial sequence 2484337 24857 
icutes; Mycoplasmataceae; Mycoplasma. 

2488530 2488554 31 55 gi| 219857391 
S ribosomal RNA, partial sequence 2487368 24888 
icutes; Mycoplasmataceae; Mycoplasma. 

2490043 2490067 31 55 gi| 219857390 
S ribosomal RNA, partial sequence 2488881 24903 
icutes; Mycoplasmataceae; Mycoplasma. 

2491554 2491578 31 55 gi| 219857389 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2490394 24918 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


2535458 2535522 1 65 gi|219857354|ref|NR_024942.1| Friedmanniella 
Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 

2588429 2588493 1 65 gi|219857276|ref|NR_024907.1| Friedmanniella 
Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 

2645330 2645394 1 65 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

2968947 2969011 1 65 gi|219846945|ref|NR_026537.1| Microlunatus 
in NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Microlunatus. 

2970475 2970539 1 65 gi|219846944|ref|NR_026536.1| Friedmanniella 
AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 

3366171 3366226 1 56 gi|219846673|ref|NR_026265.1| Caloramator 
train DSM 12679 16S ribosomal RNA, partial sequence 3365034 3366453 Caloramator 
acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

3400890 3400942 3 55 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 
16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 


osomal RNA, partial sequence 


3784773 3784797 31 55 gi 


3833292 3833344 3 55 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 


strain DD 16S rib 
Tenericutes; Moll 


414236 Bacteria_16S 


3858933 3858957 31 55 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
414236 Bacteria_16S 


3780594 37820 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


ococcineae; Micrococcaceae; Arthrobacter. 

3690561 3690585 31 55 gi|219846444|ref|NR_026035.1| Mycoplasma auris 
bosomal RNA, partial sequence 3689398 3690858 Mycoplasma auris Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3753108 3753132 31 55 gi|219846397|ref|NR_025988.1| Mycoplasma canadense 
ibosomal RNA, partial sequence 3751943 3753408 Mycoplasma canadense Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3756133 3756157 31 55 gi|219846395|ref|NR_025986.1| Mycoplasma bovirhinis 
ibosomal RNA, partial sequence 3754983 3756434 Mycoplasma bovirhinis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3759156 3759180 31 55 gi|219846393|ref|NR_025984.1| Mycoplasma alkalescens 
ibosomal RNA, partial sequence 3757993 3759456 Mycoplasma alkalescens Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3781737 3781789 3 55 gi|219846376|ref|NR_025967.1| Rickettsia honei 


84 Rickettsia honei Bacteria; 


kettsiaceae; Rickettsieae; Rickettsia; spotted 

219846374|ref|NR_025965.1| Mycoplasma 

ence 3783621 3785045 Mycoplasma leonicaptivi 

coplasma. 

219846340|ref|NR_025930.1| Ruminococcus bromii 
3832173 3833552 Ruminococcus bromii Bacteria; 

Ruminococcus. 

219846323 |ref|NR_025913.1]| Mycoplasma gallinaceum 


3857775 3859205 Mycoplasma gallinaceum Bacteria; 


strain BV1 16S ri 
Tenericutes; Moll 


strain JC1078 16S 


414236 Bacteria_16S 


414236 Bacteria_16S 


3885084 3885108 31 55 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4054601 4054665 1 65 gi 
ribosomal RNA, partial sequence 


gi 


3883911 38853 


4053509 40549 


219846306 


219846184 


ref 
77 Mycoplasma corogypsi Bacteria; 


ref 
29 Serinicoccus 


NR_025896.1| Mycoplasma corogypsi 


Serinicoccus marinus 
marinus Bacteria; 


NR_025774.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
414236 Bacteria_16S 4077252 4077307 1 56 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

414236 Fungi_16S 1157 1210 3 56 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Fungi_16S 2666 2719 3 56 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Fungi_16S 4204 4257 3 56 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Fungi_16S 5764 5817 3 56 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Fungi_16S 7320 7373 3 56 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Fungi_16S 8822 8875 3 56 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Fungi_16S 10308 10361 3 56 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

414236 Fungi_16S 11789 11842 3 56 gi|219857175|ref|NR_024803.1] Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

419664 Bacteria_16S 2642500 2642567 33 99 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

419664 Bacteria_16S 2164098 2164163 35 99 gi| 219857626 |ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

419664 Bacteria_16S 3880643 3880712 31 99 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

419664 Bacteria_16S 2574898 2574954 44 99 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

419664 Bacteria_16S 3552538 3552598 40 99 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

419664 Bacteria_16S 2614933 2615004 29 99 gi|219857256|ref|NR_024887.1| Desulfovibrio senezii 
strain CVL 16S ribosomal RNA, partial sequence 2613469 2615009 Desulfovibrio senezii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

419664 Bacteria_16S 11800 11854 46 99 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

419664 Bacteria_16S 125807 125861 46 99 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

419664 Bacteria_16S 166902 166992 10 99 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

419664 Bacteria_16S 209764 209854 10 99 gi| 265678923 |ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

419664 Bacteria_16S 1357391 1357481 10 99 gi|228720131|ref|NR_027589.1| Clostridium 
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419664 Bacteria_16S 768858 768908 50 99 gi|265678534|ref|NR_028838.1| Devosia neptuniae 


strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

419664 Bacteria_16S 930777 930827 50 99 gi|265678425|ref|NR_028727.1| Ruegeria pomeroyi 
strain DSS-3 16S ribosomal RNA, partial sequence 929371 930833 Ruegeria pomeroyi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 

419664 Bacteria_16S 933930 933984 46 99 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

419664 Bacteria_16S 1058029 1058079 50 99 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 
419664 Bacteria_16S 1142502 1142552 50 99 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 
419664 Bacteria_16S 1144022 1144072 50 99 gi|253680761|ref|NR_028009.1| Pannonibacter 
phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 142608 1144082 Pannonibacter 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 
19664 Bacteria_16S 1240862 1240912 50 99 gi|219878162|ref|NR_025301.1]| Aminobacter 

minovorans strain DSM7048 16S ribosomal RNA, partial sequence 1239445 1240914 Aminobacter 

minovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
19664 Bacteria_16S 1266323 1266377 46 99 gi|219846539|ref|NR_026131.1] Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
419664 Bacteria_16S 1354362 1354412 50 99 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
419664 Bacteria_16S 1401005 1401055 50 99 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

419664 Bacteria_16S 1445284 1445334 50 99 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 
419664 Bacteria_16S 1470938 1470988 50 99 gi|224581406|ref|NR_027187.1| Psychrobacter 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 1469465 1470990 Psychrobacter 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 
4 
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4 
al 
al 
4 


19664 Bacteria_16S 1486124 1486174 50 99 gi|219857250|ref|NR_024880.1| Mesorhizobium 
ianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
ianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 

Mesorhizobium. 


419664 Bacteria_16S 1487637 1487687 50 99 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


419664 Bacteria_16S 1864246 1864296 50 99 gi|219878292|ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
419664 Bacteria_16S 1865828 1865878 50 99 gi|219878291|ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 
419664 Bacteria_16S 2114237 2114287 50 99 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 
419664 Bacteria_16S 2220251 2220301 50 99 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
419664 Bacteria_16S 2264526 2264576 50 99 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO4 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
acteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
19664 Bacteria_16S 2273718 2273768 50 99 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
ssachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
ssachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
seudoalteromonas. 
19664 Bacteria_16S 2291913 2291963 50 99 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 


B 
4 
i 
i 
P 
4 


flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromona 
4 
strain LBB1 16S 
Proteobacteria; 


psychrophilus st 
psychrophilus Ba 
Methylobacter. 


strain CIP 10466 
Bacteria; Proteo 


strain CIP 10488 
Bacteria; Proteo 


strain ACCC 1966 
Bacteria; Proteo 
4 
strain DSM 3050 
roteobacteria; 


P 
4 
carotinifaciens 

carotinifaciens 

Paracoccus. 

4 
europaeus strain 
Bacteria; Proteo 


intermedius stra 
Bacteria; Proteo 


strain DSM 11363 
Proteobacteria; 


rateurii strain 
rateurii Bacter 
luconobacter. 


ansenii strain 
ansenii Bacteri 
luconacetobacte 


iquefaciens str 
iquefaciens Bac 
luconacetobacte 


SPORPRFROA TDA FAMMA 


strain NCIB 8621 
Bacteria; Proteo 
Acetobacter subg 


strain DSM 3503 
Proteobacteria; 


pasteurianus str 
pasteurianus Bac 
Acetobacter. 


strain NCTC 8378 
Bacteria; Proteo 


strain DSM 50071 
Bacteria; Proteo 


strain H152 16S 
Proteobacteria; 


strain Pasteur I 
Firmicutes; Clos 
4 
strain 2585 16S 
Firmicutes; Clos 
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19664 Bacteria_ 


Ss. 
16S 2341666 2341716 50 99 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 
16S 2440466 2440516 50 99 gi 
rain Z-0021 16S ribosomal RNA, complete 
cteria; Proteobacteria; Gammaproteobact 


gi 


h 


e 


16S 2582452 2582502 50 99 gi 
4 16S ribosomal RNA, complete sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2584022 2584072 50 99 gi 
3 16S ribosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 2624150 2624200 50 99 gi 
5 16S ribosomal RNA, partial sequence 

bacteria; Alphaproteobacteria; Rhizobia 
16S 2864173 2864223 50 99 gi 
1 
Gammaproteobacteria; Pseudomonadales; P 
16S 2926916 2926966 50 99 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


n 


n 


1 


s 


s 
B 


e 
Cc 


16S 3004422 3004472 50 99 gi 
DES11 16S ribosomal RNA, partial seque 
bacteria; Alphaproteobacteria; Rhodospi 
16S 3119104 3119154 50 99 gi 
in TF2 16S ribosomal RNA, complete sequ 
bacteria; Alphaproteobacteria; Rhodospi 
16S 3178104 3178154 50 99 gi 


n 
r 


e 
r 


Gammaproteobacteria; Pseudomonadales; P 
16S 3419311 3419361 50 99 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


s 


q 


i a 
16S 3554078 3554128 50 99 gi 
CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


N 
a 
xr 
16S 3555611 3555661 50 99 gi 
ain IFO 12388 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobacte 
Ts 
16S 3570736 3570786 50 99 gi 
DSM 3508 16S ribosomal RNA, partial s 
bacteria; Alphaproteobacteria; Rhodospi 
en. Acetobacter. 

16S 3575282 3575332 50 
1 
Alphaproteobacteria; Rhodospirillales; 

16S 3592092 3592142 50 99 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


q 


v 


1 
E 


e 
r 


’ 


99 gi 


a 
te r 
16S 3628265 3628315 50 99 gi 
5 16S ribosomal RNA, complete sequence 
bacteria; Betaproteobacteria; Neisseria 
16S 3629854 3629904 50 99 gi 
16S ribosomal RNA, complete sequence 

bacteria; Gammaproteobacteria; Pseudomo 
16S 3657298 3657348 50 99 gi 
ribosomal RNA, partial sequence 


1 


n 


fo} 


s 
r 


a 


a 


e 


e 


t 


Cc 


i 


n 


i 


e 


u 


u 
R 


i 


q 


i 


s 


i 


e 


a 


219857501 
2340265 23417 


dobacter 


219857428 


equence 
ia; Meth 


219857280 


25809 
dales; P 


219857279 


25825 
dales; P 


219857249 


26227 


s; Phyll 


219856882 
6S ribosomal RNA, partial sequence 2862729 28642 


udomonad 


219856839 


sequence 
eria; Rh 


219846921 


e 30029 
llales; 


219846843 


ce 31176 
llales; 


219846803 
16S ribosomal RNA, partial sequence 3176631 31781 


udomonad. 


219846632 


ence 
Rhodospi 


219846541 


ence 


hodospiri 


219846540 


sequence 
a; Rhodo 


219846529 


uence 
llales; 


219846526 
6S ribosomal RNA, partial sequence 3573863 35753 
Ac 
219846515 


etobacte 


equence 
a; Rhodo 


219846487 


36267 


s; Neiss 


219846486 


36283 
dales; P 


219846467 
3655877 36573 


ref|NR_025089.1 
aceae; Rhodobaca 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 


ref|NR_024701.1 


aceae; Pseudomon 
ref|NR_024658.1 

2925520 292697 
odobacterales; R 


ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026395.1 


aceae; Pseudomon 
ref|NR_026224.1 
3417892 341936 
rillales; Aceto 


9 
Acetobacter e 
ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026107.1 
3590670 359214 
spirillales; Ace 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 


ref|NR_026059.1 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Paracoccus 

1 Paracoccus 

hodobacteraceae; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Pseudomonas graminis 


’ 


, 


59 Pseudomonas graminis Bacteria; 


as. 
Gluconobacter 

7 Gluconobacter 

acteraceae; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


’ 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acetobacter 
8 Acetobacter 
tobacteraceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 

Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 

Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
16S 3711836 3711926 10 99 gi|219846429|ref|NR_026020.1| Clostridium septicum 
II 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
tridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 3720806 3720896 10 99 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
tridia; Clostridiales; Clostridiaceae; Clostridium. 


strain RB 16S ri 
Proteobacteria; 
fever group. 


strain B62 16S r 
Proteobacteria; 

4 
strain CDC 8142 
roteobacteria; 


alodenitrifican 
alodenitrifican 
alomonas. 


ryzihabitans st 
ryzihabitans Ba 
seudomonas. 


BYOORME DA 


strain NZP 2213 
Proteobacteria; 


strain gal 1261 
Proteobacteria; 


HT 2-1 16S ribos 
Gammaproteobacte 
4 
chartatabidum st 
chartatabidum Ba 


beijerinckii str 
beijerinckii Bac 


strain IP 2227 1 
Firmicutes; Clos 


strain SH 106 16 
Planctomycetes; 


antarcticus stra 
antarcticus Bact 
Roseisalinus. 

4 
itronellolis st 
itronellolis Ba 
seudomonas. 


c 
c 
Pp, 
4 
limnophilus stra 
limnophilus Bact 
Planctomyces. 

4 
strain AMX51 16S 
Proteobacteria; 


owensensis OL 16 
Bacteria; Firmic 
Sedis; Caldicell 
4 
chacoense strain 
acteria; Proteo 


B 
4 
illinoisensis st 
illinoisensis Ba 
Alkanindiges. 

4 
lutaoensis strai 
Bacteria; Proteo 
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aliena strain KMM 3562 16S ribosomal RNA, partial sequence 
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419664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


419664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


16S 3782029 3782079 50 
bosomal RNA, partial sequence 
Alphaproteobacteria; Rickettsiales; Ric 


99 gi 


16S 3810651 3810701 50 99 
ibosomal RNA, complete sequence 
Gammaproteobacteria; Pseudomonadales; P 
16S 3876050 3876100 50 99 gi 
1 
Betaproteobacteria; Neisseriales; Neiss 
16S 3893111 3893161 50 99 gi 
strain DSM 735 16S ribosomal RNA, 
Bacteria; Proteobacteria; Gammaproteo 


gi 


s 
s 


16S 3906863 3906913 50 
ain L-1 16S ribosomal RNA, 
teria; Proteobacteria; 


99 gi 
complete se 
Gammaproteobact 


r 
Cc 


16S 3968262 3968312 50 
16S ribosomal RNA, 
Alphaproteobacteria; Rhizobiales; Phyll 
16S 3981158 3981208 50 99 gi 
1 
Alphaproteobacteria; Rhizobiales; Rhizo 
16S 4104697 4104747 50 99 gi 
omal RNA, partial sequence 
ria; Vibrionales; Vibrionaceae; Vibrio. 
16S 198829 198882 47 99 gi 
rain 163 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostri 
16S 211352 211405 47 99 gi 
ain McCoyA 67 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostrid 
16S 212910 212963 47 99 gi 
6S ribosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 
16S 217494 217547 47 99 gi 
S ribosomal RNA, partial sequence 
Planctomycetacia; Planctomycetales; Pla 
16S 1611697 1611742 55 99 gi 
in EL-88 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacter 


99 gi 


16S 2973829 2973878 50 98 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


r 
Cc 


16S 219070 219125 45 99 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


i 
e 


16S 843894 843944 50 99 

ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Brady 
16S 1305490 1305550 40 99 gi 
S ribosomal RNA, partial sequence 
utes; Clostridia; 
ulosiruptor. 

16S 1890403 1890451 50 97 gi 
PR5 16S ribosomal RNA, partial sequenc 
bacteria; Alphaproteobacteria; Rhizobia 
16S 2108184 2108234 50 99 gi 
ain MVAB Hexl 16S ribosomal RNA, compl 
teria; Proteobacteria; Gammaproteobact 


gi 


Thermoanaerobacterale 


r 
Cc 


16S 2303882 2303932 50 99 gi 
n T5054 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Alteromo 
16S 4053403 4053453 50 99 gi 


3780594 37820 


3809177 38107 


6S ribosomal RNA, partial sequence 3874615 38761 


compl 


complete sequence 3966839 39683 


6S ribosomal RNA, partial sequence 3979744 39812 


4103238 4104753 Vibri 


211461 21296 


216053 21755 


842468 84394 


1304017 13055 


219846376|ref 


kettsiaceae; R 


219846356|ref 


seudomonad 
219846312 


acea 
ref 


Neis 
ref 

ence 

Ocea 


eriaceae; 
219846300 
ete sequ 
bacteria; 
219846291 
quence 
eria; 


ref 
Pseudomo 
219846247 |ref 


obacteriac 
219846238 


eae; 
ref 


hizo 
ref 
Oo ga 


biaceae; R 
219846150 


265678931 
uence 

diales; Cl 
265678922 
1 sequence 
iales; Clo 
265678921 


ref 


ostr 
ref 


stri 
ref 


Clostridiu 
265678918 


m. 
ref 


nctomyceta 
219878469 
uence 

ia; Rhodob 


ceae 
ref 


acte 
219846941 


al sequenc 
eria; Pseu 


ref 
domo 
265678917 


equence 
Planctomy 


ref 

2 
ceta 
265678484 |ref 


rhizobiace 
219846460 


ae; 
ref 
s; Thermoanaer 
219878272 
e 18889 
les; Phyll 
219878115 
ete sequen 
eria; Pseu 


ref 


obac 
ref 


domo 


219857528 
ence 23024 
nadales; Alter 
219846185 |ref 


ref 


3905392 39069 


15 Mesorhizobium 


197405 19893 


209908 21141 


1610323 16117 


e 2972376 29738 


17606 21913 


88 1890453 Mesor 


ce 2106707 210823 


04 2303932 Marino 


NR_025967.1 


ickettsieae; 


NR_025947.1 


e; Pseudomon 
NR_025902.1 


seria. 
NR_025890.1 
389163 
nospirillale 


NR_025881.1 
1 
e 


nadales; Ps 


NR_025837.1 


Mesorhizobi 
NR_025828.1 


bium/Agrobac 
NR_025740.1 
llicus Bacte 


NR_029239.1 
4 
idiaceae; Cl 
NR_029230.1 
0 
diaceae; Clo 
NR_029229.1 


NR_029226.1 
; Blastopire 
NR_025608.1 
4 
rales; Rhodo 
NR_026533.1 
8 
nadales; Pse 
NR_029225.1 
3 
° 


les; Planct 


NR_028787.1 


Bosea. 
NR_026051.1 


obacterales 


NR_025411.1 
h 
teriaceae; M 
NR_025254.1 


nadales; Mor 
NR_025116.1 


omonadaceae; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Pseudomonas 
8 Pseudomonas 
udomonadaceae; 
Mesorhizobium loti 
loti Bacteria; 
um. 
Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Vibrio gallicus strain 
ria; Proteobacteria; 


Clostridium 
Clostridium 
ostridium. 
Clostridium 
Clostridium 
stridium. 
Clostridium baratii 


8 Clostridium baratii Bacteria; 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 


llula. 
Roseisalinus 

3 Roseisalinus 

bacteraceae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Planctomyces 
Planctomyces 


mycetaceae; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Mesorhizobium 

izobium chacoense 

esorhizobium. 
Alkanindiges 

9 Alkanindiges 

axellaceae; 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Pseudoalteromonas 


NR_025775.1 


4051928 4053458 Pseudoalteromonas aliena 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromona 


Ss. 


strain KMM 3809 
Proteobacteria; 


strain KMM 3823 
Proteobacteria; 


longreachensis s 
longreachensis B 


Desulfovibrio. 


proteolyticum st 
Bacteria; Firmic 


collagenovorans 
collagenovorans 


argentinense str 
argentinense Bac 


strain PL7HG1 16 
strain OK2 16S r 
Proteobacteria; 


strain E7107 16S 
Proteobacteria; 


strain R65 16S r 
Proteobacteria; 


berrensis strain 
Bacteria; Firmic 


mediterranea str 
mediterranea MMB 
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strain LMG 2142 
Proteobacteria; 
4 
strain L532 16S r 
Firmicutes; Lact 


419664 Bacteria_ 


antarctica strai 
Bacteria; Proteo 
Pseudoalteromona 


419664 Bacteria_ 


strain KPA 16S r 
irmicutes; Lact 


F 
4 
sanfranciscensis 
sanfranciscensis 
4 
strain 6VI 16S r 
Firmicutes; Clos 


419664 Bacteria_ 


asymbiotica subs 
Enterobacteriale 


astricus strain 
astricus Bacter 


alixensis strai 
alixensis Bacte 


RA ARQ A 


subsp. rosea str 
subsp. rosea Bac 
Roseomonas. 
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16S 
Af 
G 


4170609 4170659 50 99 gi 


16S 
1 
G 


4179841 4179891 50 99 gi 
ammaproteobacteria; Alteromonadales; 
16S 11861 11904 57 99 gi 
train 16910a 16S ribosomal RNA, 


acteria; Proteobacteria; Deltaproteobac 


16S 
r 
u 


182014 182068 46 99 gi 
tes; 
16S 

s 


B 


Clostridia; Clostridiales; 
188239 188293 46 99 gi 
acteria; Firmicutes; Clostridia; 
16S 208244 208299 45 99 gi 
ain ATCC 27322 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; 

16S 384233 384283 50 99 
S ribosomal RNA, partial sequence 


gi 


16S 385814 385864 50 99 
ibosomal RNA, partial sequence 
G 


gi 


16S 447542 447597 45 99 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; 
16S 493487 493534 50 96 gi 
ibosomal RNA, partial sequence 
G 


gi 


16S 2508446 2508517 29 99 gi 
utes; Clostridia; Clostridiales; 
16S 2587169 2587219 50 99 
ain MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 
16S 3262823 3262873 50 

1 
Alphaproteobacteria; 


16S 17969 18023 


gi 


Gammaprote 
99 gi 


Sphingomonadales; 
46 99 gi 


6S ribosomal RNA, partial sequence 4169129 41706 
ammaproteobacteria; Alteromonadales; Alteromonad 


6S ribosomal RNA, partial sequence 4178357 41798 
Ss 


complet 


ain CG 16S ribosomal RNA, partial sequ 
Clostr 


train SG 16S ribosomal RNA, partial se 
Clost 
Clostrid 
382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
419664 Bacteria_ 
384340 38587 
ammaproteobacteria; Pseudomonadales; P 
446125 44760 
492024 49353 


ammaproteobacteria; Alteromonadales; Alteromonad 


CTT3 16S ribosomal RNA, partial sequen 
Clostr 


complete se 


6S ribosomal RNA, partial sequence 3261418 32628 


ibosomal RNA, partial sequence 


16478 


219846100 


219846094 


hewanellac 
265679056 
e sequence 
teria; Des 


265678942 
ence 18057 
idiaceae; 
265678938 
quence 
ridiales; 
265678924 
al sequenc 
iales; Clo 
265678799 


rhizobiace 
265678798 


seudomonad 
265678757 


Acetobacte 
265678723 


219857372 
ce 25070 
idiaceae; 
219857277 
quence 
obacteria; 
219846746 


Sphingomon 
265679052 
18031 


ref 
64 Marinobacter 
acea 
ref 


ref 
4 182073 Clost 
Clos 
ref 
186799 18829 
Clos 
ref 
e 206801 20830 
stri 
ref 


ae; 
ref 
0 Pseudomonas lutea Bacteria; 
acea 
ref 


adac 
ref 


Lactobacillus 


obacillales; 


16S 82955 


Lactobacillaceae; 
83005 50 99 


Lactobac 
gi 


illus. 


265679009 |ref 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


n NF3 16S ribosomal RNA, partial sequen 
bacteria; Gammaproteobacteria; Alteromo 
Ss. 


16S 95152 
ibosomal RNA, 


95206 46 99 
complete sequence 
obacillales; Lactobacillaceae; Lactobac 
16S 165375 165429 46 99 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
16S 183557 183607 50 99 gi 
ibosomal RNA, partial sequence 
tridia; Clostridiales; Clostridiaceae; 
16S 401156 401206 50 99 gi 
p.- 


gi 


s; Enterobacteriaceae; 
16S 413611 413665 46 
Kx156A7 16S ribosomal RNA, 
ia; Firmicutes; Lactobacillales; 
16S 415219 415269 50 99 gi 
n Kx127A2 16S ribosomal RNA, complete s 
ria; Firmicutes; Lactobacillales; Lacto 
16S 432090 432140 50 99 gi 
ain MDA5605 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacte 


Photorhabdus. 
99 gi 
complete se 


16S 446018 446068 50 99 gi 


93645 


182124 18361 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


Lactob 


ce 81499 
nadales; P 


265679000 
95214 
illus. 
265678953 
sequence 
Lactobaci 
265678941 


Clostridiu 
265678788 


mM. 


265678779 
quence 
acillaceae; 
265678778 
equence 
bacillacea 
265678767 
sequence 
ria; Rhodo 


e; 


265678758 


rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 


ref 
Lactobacillus 


ref 
163866 16543 
llac 
ref 


ref 
rtia 
australis Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 


ref 


ref 
430661 43214 
spir 


ref 


83011 
seud 


4 
La 


4 
L 


12124 41367 


13724 41527 


NR_025690.1 


e; Marinobac 
NR_025684.1 


Shewanella. 
NR_029364.1 
11910 
vibrionales 


, 


NR_029250.1 
xr 
tridium. 
NR_029246.1 
8 
tridiaceae; 
NR_029232.1 
4 
diaceae; Clo 
NR_029104.1 


Bradyrhizobi 
NR_029103.1 


e; Pseudomon 
NR_029062.1 


ae; Roseomon 
NR_029028.1 


e; Marinobac 
NR_024960.1 


mohalobacter 
NR_024908.1 


anospirillal 
NR_026338.1 


eae; Sphingo 
NR_029360.1 


NR_029317.1 
Pseudo 
oalteromonad 


NR_029308.1 


NR_029261.1 
7 
eae; Lactoba 
NR_029249.1 


NR_029093.1 
1 sequence 


NR_029084.1 
3 
ctobacillus 
NR_029083.1 
8 
actobacillus 
NR_029072.1 
5 
e 


illales; Ac 


Marinobacter excellens 
excellens Bacteria; 
ter. 

Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 
eae; 
ref 
10342 
ulfo 


Desulfovibrio 
Desulfovibrio 


Desulfovibrionaceae; 


Clostridium 


idium proteolyticum 


Clostridium 
Clostridium 


Clostridium. 


Clostridium 
Clostridium 


stridium. 

Bradyrhizobium betae 
9 Bradyrhizobium betae Bacteria; 
um. 


Pseudomonas lutea 


as. 

Roseomonas cervicalis 
3  Roseomonas cervicalis Bacteria; 
race 
ref 
5 Marinobacter 
acea 
ref 
00 2508520 Thermo 
Ther 
ref 

2585691 258722 
Oce 
ref 


as. 

Marinobacter sediminum 
sediminum Bacteria; 
ter. 


Thermohalobacter 


halobacter berrensis 


Marinomonas 


4 Marinomonas 
es; 
Sphingomonas trueperi 
78 Sphingomonas trueperi Bacteria; 
monas. 

Lactobacillus perolens 


Marinomonas. 


perolens Bacteria; 


NR_029063.1 


Pseudoalteromonas 


alteromonas antarctica 
aceae; 


Lactobacillus lindneri 
lindneri Bacteria; 


Lactobacillus 
Lactobacillus 


cillus. 
Clostridium irregulare 
2 Clostridium irregulare Bacteria; 


Photorhabdus 
399669 401215 


Lactobacillus 


Lactobacillus 


Lactobacillus 
Lactobacillus 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


Pseudomonas 


444544 446074 Pseudomonas 


rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 
4 
strain 5424 16S r 
roteobacteria; A 


P 
4 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
4 
versmoldensis str 
versmoldensis Bac 


mindensis strain 
mindensis Bacteri 


strain 289 16S ri 
Proteobacteria; G 
4 
40M4T 16S ribosom 
Gammaproteobacter 
4 
strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


strain XINach 16S 
Proteobacteria; G 


luminescens subsp 


Enterobacteriales 
4 
strain MDA5527 16 
Proteobacteria; A 


strain IMT37 16S 


Proteobacteria; G 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


strain CDC 2970-5 
Bacteria; Proteob 


strain OK-1 16S r 
roteobacteria; G 


atsumensis strai 
atsumensis Bacte 


P 
4 
s 
s 
4 
Mi268 16S ribosom 
Lactobacillales; 

4 
DSM 9799 16S ribo 
Proteobacteria; G 


bermudensis HTCC2 
HTCC2503 Bacteria 
4 
strain USDA 9030 
roteobacteria; A 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 
Photorhabdus luminescens subsp. 


19664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


449079 449129 50 99 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

548408 548458 50 99 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


gi 


551589 551643 46 99 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
612015 612069 46 99 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
616688 616738 50 99 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
645665 645715 50 99 gi 
al RNA, complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
663591 663641 50 99 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


722559 722609 50 99 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
724145 724195 50 99 gi 
laumondii strain TTO1 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 


742471 742521 50 99 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
822513 822563 50 99 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
966424 966474 50 99 gi 
is strain DV 16S ribosomal RNA, partia 
is Bacteria; Proteobacteria; Gammaprot 


gi 


987815 987865 50 99 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
1010797 1010847 50 99 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
1033659 1033713 46 99 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1288948 1289002 46 99 gi 
al RNA, partial sequence 


Weissella. 


1343743 1343793 50 99 


gi 


somal RNA, partial sequence 1342254 1343799 Ferri: 


ammaproteobacteria; Alteromonadales; F 
1391939 1391989 50 99 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1504102 1504152 50 99 gi 


’ 


16S ribosomal RNA, partial sequence 1502684 15041 


lphaproteobacteria; Rhizobiales; Rhizo 


P 
4 
proteolytica stra 
proteolytica Bact 
Pseudomonas. 

4 
strain TMW 1.666 

Bacteria; Firmicu 


strain Cm al3 16S 
Proteobacteria; D 


19664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


1641981 1642031 50 99 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


1944907 1944957 50 99 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
1982923 1982973 50 99 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 


447654 44913 


615203 61674 


644174 645732 Vibri 


662137 66364 


721087 72261 


741046 74252 


821061 82256 


1009316 10108 


1287447 1289004 Weiss 


265678756 


Acetobacte 
265678687 
ial sequen 
cteria; Al 


265678685 
quence 
ctobacilla 

265678644 
equence 
acillaceae 

265678641 


onaceae; V 
265678621 


265678607 
Enterobac 
265678567 


Enterobac 
265678566 
RNA, parti 


265678553 


Acetobacte 
265678498 


seudomonad 
265678401 
1 sequence 
eobacteria 


265678386 
98633 
cteriales; 

265678371 


hewanellac 
265678356 
sequence 
obacillace 
219846052 


228721107 


errimonada 
228716336 
e 13905 
Parvularc 
219846475 


biaceae; R 
219878449 
equence 

ria; Pseud 


219878232 
19433 
; Lactobac 


ref|NR_029061.1 
raceae; Roseomon 
ref|NR_028992.1 
ce 546976 548458 
teromonadales; P 


ref|NR_028990.1 
550095 551652 
ceae; Lactobacil 
ref |NR_028949.1 
10536 612079 

; Lactobacillus. 
ref |NR_028946.1 


a 


ibri 
ref 
o le 


oO. 
NR_028926.1 
ntus Bacteri 


ref |NR_028912.1 
7 Enterobacter 
teriaceae; Enter 
ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref |NR_028870.1 
al sequence 


ref |NR_028857.1 


race 
ref 


ae; Roseomon 
NR_028801.1 


aceae; Pseudomon 
ref|NR_028703.1 
964933 966480 
Vibrionales; V 


v 


ref|NR_028688.1 
6 987865 Citrob 
Enterobacteriac 
ref |NR_028673.1 


eae; Shewanella 
ref|NR_028658.1 

1032165 103372 
Lactobacillu 
NR_025642.1 
soli Bacter 


ae; 
ref 
ella 


ref 
mona 


NR_027602.1 
s balearica 
ceae; Ferrimonas 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref |NR_026067.1 


hizobium/Agrobac 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 


ref|NR_025371.1 
98 1944958 Lactob 
illus. 


219878207 


Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Pseudoalteromonas 
Pseudoalteromonas 

seudoalteromonadaceae; 


Lactobacillus 
Lactobacillus 
lus. 
Lactobacillus 
Lactobacillus 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Vibrio lentus strain 
a; Proteobacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Salinivibrio costicola 
Salinivibrio costicola 

ibrionaceae; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Shewanella algae 


53 Shewanella algae Bacteria; 


Lactobacillus 
0 Lactobacillus 
Ss. 

Weissella soli strain 
ia; Firmicutes; 


Ferrimonas balearica 

DSM 9799 Bacteria; 
Parvularcula 

arcula bermudensis 

culaceae; Parvularcula. 

Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Pseudomonas 

1 Pseudomonas 

domonadaceae; 


Lactobacillus frumenti 
acillus frumenti 


ref |NR_025346.1 


Chondromyces robustus 


1981436 1982973 Chondromyces robustus Bacteria; 
Sorangiineae; Polyangiaceae; Chondromyces. 


lanuginosus strai 
lanuginosus Bacte 
Chondromyces. 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


strain 63 16S rib 


roteobacteria; G 


P 
4 
pantheris strain 
pantheris Bacteri 
4 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 
LMG 21017 16S ribosomal RNA, 


19664 Bacteria_16S 


1984508 1984558 50 
ria; Proteobacteria; 
1986092 1986142 50 
ia; Proteobacteria; 


2092967 2093017 50 


ammaproteobacteria; Alteromonadales; 


2197581 2197635 46 


Firmicutes; 
2322209 2322259 50 


a; 


osomal RNA, partial sequence 


Lactobacillales; 


n Sy t2 16S ribosomal RNA, partial sequence 


Cm al4 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


strain CFML 97-391 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
219857514 
2322316 2323816 Pseudomonas grimontii 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


Proteobacteria; 
419664 Bacteria_16S 
strain CFML 97-514 16S ribosomal RNA, partial sequence 


Bacteria; 


2323761 2323811 50 99 


gi 


ref |NR_025102.1 


Pseudomonadaceae; 


strain ATCC49733 


Proteobacteria; G 


strain AML-C10 16 
Proteobacteria; G 


strain CCUG 43179 
Bacteria; Firmicu 


anihotivorans st 


4 
m. 
manihotivorans Ba 
4 


Gammaproteobacter 


419664 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


419664 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


419664 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


419664 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


419664 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


thermoautotrophic 
thermoautotrophic 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 
rain OND 32 16S ribosomal RNA, 


19664 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


2364521 2364571 50 


2414725 2414775 50 


2466272 2466326 46 
16S ribosomal RNA, 
tes; Lactobacillales; 
2674105 2674159 46 


cteria; Firmicutes; 
2961572 2961622 50 


ia; Alteromonadales; 
113537 113582 55 


eltaproteobacteria; 
115136 115181 55 


eltaproteobacteria; 
198887 198932 55 


teria; Firmicutes; 


1973509 1973590 19 
ridia; Clostridiales; 
3589016 3589061 55 
333131 333191 40 


a Bacteria; Firmicutes; 


Moorella group; Moorella. 


419664 Bacteria_16S 
ain IMSNU 22003 16S ribosomal RNA, partial seque 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 


matsumotoense str 


1532791 1532859 31 


Micromonosporaceae; Micromonospora. 


419664 Bacteria_16S 


strain R5292 16S 


strain NZ35 16S r 
Firmicutes; Clost 


419664 Bacteria_16S 
metallireducens strain GS-15 16S ribosomal RNA, partial 


metallireducens B 
Geobacter. 


419664 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


1683180 1683224 31 


3241780 3241824 31 


ridia; Clostridiales; 
3886913 3886968 44 


acteria; Proteobacteria; 


323741 323812 29 
ibosomal RNA, 
ridia; Halanaerobiales; 


419664 Bacteria_16S 
koreensis strain LM042 16S ribosomal RNA, partial sequence 


883060 883135 25 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
419664 Bacteria_16S 


Colwelliaceae; 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


Clostridia; 


ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
419664 Bacteria_16S 
ibosomal RNA, partial sequence 


complete sequence 


99 gi 


16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pasteurellac 


99 gi 


99 gi 


complete sequence 
Lactobacillaceae; 


99 gi 


99 gi 


2960112 2961625 Colwe 
Colwellia. 


99 gi 


99 gi 


99 gi 


ain 163 16S ribosomal RNA, partial sequence 
Clostridiales; 


99 gi 


99 gi 


n A63 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfurellales; 
419664 Bacteria_16S 
a strain JW 701/3 16S ribosomal RNA, c 


75 gi 


99 gi 


Deltaproteobacteria; 


99 gi 


99 gi 


2413261 24147 


complete 


Lactobacillales; Lactobacill 


112043 11359 
Syntrophobacterales; 


113641 11518 
Syntrophobacterales; 


1972100 19735 
Clostridiaceae; 


1681727 16832 


3240430 32418 
Clostridiaceae; 


322285 32381 
Halanaerobiaceae; 


219857485 


219857451 


219857406 
24647 
Lactobac 
219857207 
sequence 


219856816 


265678987 


Syntrop 
265678986 


Syntrop 
265678931 


cl 
219878213 


Clostridiu 
219846517 
35875 


219846760 


Thermobrac 

219846305 
sequence 

De 


265678845 


Haloth 


ref 


eae. 


ref 


ref 


ref 


ref 


llia 


ref 


ref 


ref 


ref 


m. 
ref 


Desul 

99 gi| 265678839 |ref 
omplete sequen 

Clostridia; Thermoanaerobact 
99 gi|219857427|ref 

nce 

Actinomycet 

75 gi|219878420|ref 


; Ac 
ref 


ref 


ermo 


265678456 


ref 


63 2466330 Lacto 
illus. 


197405 198934 
ostridiaceae; 


07 3589069 Desulf 


3885428 388697 


NR_025073.1 


NR_025039.1 


NR_024994.1 


NR_024835.1 


2672606 267416 
aceae; 


Lactobaci 
NR_024635.1 
maris Bacte 


NR_029295.1 


Syntroph 
NR_029294.1 


Syntroph 
NR_029239.1 


cl 
NR_025352.1 


NR_026109.1 


furellaceae; 
NR_029144.1 
ce 331642 
erales; Ther 


NR_025015.1 
153135 
ales; 


NR_025559.1 


tinomycetace 
NR_026352.1 


33 Thermobrachium 
hium. 


NR_025895.1 
uromonadales 
NR_029150.1 


thrix. 


Chondromyces 
8 Chondromyces 


Sorangiineae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 


Sorangiineae; Polyangiaceae; 


Shewanella baltica 


Lactobacillus 
0 Lactobacillus 


Pseudomonas brenneri 


99 gi| 219878206 |ref|NR_025345.1 
1983024 198455 

Deltaproteobacteria; Myxococcales; 
99 gi| 219878205 |ref|NR_025344.1 
1984609 198614 

Myxococcales; 
99 gi| 219878128 |ref|NR_025267.1 

2091488 2093018 Shewanella baltica Bacteria; 

Shewanellaceae; Shewanella. 
99 gi|219857601|ref|NR_025189.1 
complete sequence 2196082 219764 
Lactobacillaceae; Lactobacillus. 
99 gi|219857515|ref|NR_025103.1 
2320764 2322265 Pseud 


omonas brenneri Bacteria; 
Pseudomonas. 


Pseudomonas grimontii 


Pseudomonas. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 


Lactobacillus mucosae 


bacillus mucosae 


Lactobacillus 
4 Lactobacillus 
llus. 

Colwellia maris strain 
ria; Proteobacteria; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 
haceae; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 
haceae; 


us. 

Clostridium 
Clostridium 
ostridium. 
Clostridium akagii 


91 Clostridium akagii Bacteria; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Moorella 

333194 Moorella 
moanaerobacteraceae; 


Micromonospora 
9 1532864 Micromonospora 


Micromonosporineae; 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Thermobrachium celere 
celere Bacteria; 


Geobacter 
3 Geobacter 


; Geobacteraceae; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


NR_028758.1 


Catellatospora 


881630 883139 Catellatospora koreensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Catellatospora. 
4 
strain WSU 86/104 


19664 Bacteria_16S 


974095 974166 29 
4 16S ribosomal RNA, 


99 gi 
complete sequence 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


2077 16S ribosoma 
Deltaproteobacter 


submarinus strain 
Bacteria; Proteob 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


amylolyticus stra 
amylolyticus Bact 


strain BAL-1 16S 
Chrysiogenetes; C 


strain 113-1 16S 
Firmicutes; Erysi 


avisporus strain 
acteria; Firmicu 


alvarum strain M 
acteria; Proteob 


sychrophila stra 
acteria; Proteob 


SFWUTURWKS ROMA 


papyrosolvens DSM 
2782 Bacteria; Fi 


thomasii strain D 
thomasii Bacteria 


Anaerobiospirillu 


strain ATCC 29178 
Firmicutes; Lacto 


sulfidophilum str 
sulfidophilum Bac 


peptidivorans str 
peptidivorans Bac 


strain IFO 12512 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


1272454 1272493 33 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
2103700 2103743 29 72 gi 

6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
3634420 3634475 45 99 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 


72 gi 


m. 
30256 30306 50 99 gi 
in LA 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Lactobacillales; Lac 
131838 131896 42 99 gi 


ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
186691 186745 46 99 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
433646 433736 10 99 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
755155 755205 50 99 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
1089579 1089628 50 99 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1577969 1578059 10 99 gi 
2782 16S ribosomal RNA, complete sequ 
rmicutes; Clostridia; Clostridiales; C 
1742726 1742776 50 99 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


, 
m. 
2259826 2259880 46 99 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2340154 2340208 46 99 gi 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2435896 2435950 46 99 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2804638 2804688 25 75 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


immobile strain E 
Bacteria; Proteob 


acanthamoebae str 
acanthamoebae Bac 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 
4 
strain PCL 16S ri 
Fusobacteria. 


strain Illinois 1 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


3026920 3026970 50 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
3234147 3234213 9 75 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3238862 3238908 50 95 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


149957 150010 47 99 
bosomal RNA, partial sequence 


gi 


307075 307128 44 96 
6S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 


419664 Bacteria_16S 


393502 393567 10 75 


265678395 
97261 


219846399 


1271016 1272493 Desul 


eae; Desul 
219878118 
e 21022 
ibrionales 
219846483 
al sequenc 
obacteria; 


265679044 
uence 
tobacillac 

265678975 


130392 13190 


ogenes. 
265678939 


185230 18674 


elotrichac 
265678766 
ence 43219 


nibacillus. 


265678543 
ence 75371 
cteriales; 
265678317 
ence 10881 
nadales; P 
219846510 
ence 15765 
lostridiac 
219878379 
quence 

Aeromonad 


219857560 
22583 
occus. 

219857502 
quence 

diales; He 
219857431 
quence 

diales; Cl 
219857114 


16S ribosomal RNA, partial sequence 2803231 28047 


omonospori 
219846906 
30255 
terales; C 
219846765 
quence 

hlamydiace 
219846762 
equence 

a; Desulfo 


265678963 


148511 15001 


265678856 


305640 30713 


plasmatace 
265678793 


gi 


ref|NR_028697.1 
7 974173 Waddli 


Waddlia chondrophila 
a chondrophila Bacteria; 


ref 
fone 
fonema. 

ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


NR_025990.1 
ma magnum Ba 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 

Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Lactobacillus 
Lactobacillus 
us. 
Chrysiogenes arsenatis 
arsenatis Bacteria; 


ref |NR_029352.1 

28769 30312 
eae; Lactobacill 
ref |NR_029283.1 
2 Chrysiogenes 


ref|NR_029247.1| Clostridium ramosum 
8 Clostridium ramosum Bacteria; 


eae. 

ref|NR_029071.1| Paenibacillus 

6 433742 Paenibacillus favisporus 

ref|NR_028847.1| Cardiobacterium 

9 755211 Cardiobacterium valvarum 

Cardiobacteriaceae; Cardiobacterium. 

ref|NR_028619.1| Pseudomonas 

07 1089634 Pseudomonas psychrophila 

seudomonadaceae; Pseudomonas. 

ref|NR_026102.1| Clostridium 

77 1578067 Clostridium papyrosolvens DSM 

eae; Clostridium. 

ref|NR_025518.1| Anaerobiospirillum 
1741287 1742780 Anaerobiospirillum 

ales; Succinivibrionaceae; 

ref|NR_025148.1| Streptococcus iniae 


45 2259880 Streptococcus iniae Bacteria; 
Heliobacterium 

4 Heliobacterium 
Heliobacterium. 
Clostridium 


3 Clostridium 


ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 
ref|NR_025019.1 
2434473 243595 
ostridiaceae; Clostridium. 
ref|NR_024742.1| Actinoplanes digitatis 
01 Actinoplanes digitatis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_026498.1| Phenylobacterium 
10 3026975 Phenylobacterium immobile 
aulobacteraceae; Phenylobacterium. 
ref|NR_026357.1| Parachlamydia 
3232707 3234247 Parachlamydia 
ae; Parachlamydia. 
ref|NR_026354.1| Desulfofustis 
3237371 3238917 Desulfofustis 
bacterales; Desulfobulbaceae; 


ref|NR_029271.1| Clostridium rectum 
5 Clostridium rectum Bacteria; 


Neorickettsia risticii 
risticii Bacteria; 


ref|NR_029162.1 
7 Neorickettsia 
ae; Neorickettsia. 


massiliensis strain 2301065 16S ribosomal RNA, partial sequence 


massiliensis Bact 


eria; Firmicutes; Bacillales; Paenibac 


illaceae; 


ref|NR_029098.1| Paenibacillus 
392074 393575 Paenibacillus 
Paenibacillus. 


strain Al 16S rib 
Proteobacteria; B 


subterraneus stra 
subterraneus Bact 


Thermaerobacter. 


strain AC 615 16S 


strain BARC318 16 
Tenericutes; Moll 


hartmannellae str 
hartmannellae Bac 


strain IMSNU 2200 
vibrioides strain 
vibrioides Bacter 


strain LMG 18419 
Firmicutes; Bacil 


chinjuensis strai 
Bacteria; Firmicu 


dichotomicum stra 
dichotomicum Bact 


haemolyticum stra 
haemolyticum Bact 


collinoides strai 
collinoides Bacte 


strain NCFB 3026 
Fusobacteria; Fus 


strain F9251 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 
419664 Bacteria_16S 
LR7.2 16S ribosomal RNA, 
Clostridia; 


phenolicus strain 
phenolicus Bacter 


strain B 5329 16S 
strain JW/AS-Y6 1 
Firmicutes; Clost 


strain JR 16S rib 
Deferribacteres; 


strain R9242 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
419664 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


419664 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


419664 Bacteria_16S 


strain LK2-10 16S 


Micromonospora. 


419664 Bacteria_16S 


419664 Bacteria_16S 
in C21 16S ribosomal RNA, 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 
in KCTC 3667 16S ribosomal RNA, partial 
Bacillales; 
419664 Bacteria_16S 
in ATCC9650 16S ribosomal RNA, partial 
Clostridia; 
419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


759771 759812 50 


802764 802833 31 
eria; Firmicutes; 
839345 839414 31 
983083 983136 47 
S ribosomal RNA, 


icutes; 
1248404 1248453 50 


1867368 1867437 31 


1881051 1881116 10 


Firmicutes; 
1943272 1943337 10 


ia; 


lales; Paenibacillaceae; 
2432819 2432884 10 

n WN9 16S ribosomal RNA, 
tes; Bacillales; 
2454191 2454252 11 


Firmicutes; 
2794053 2794118 10 


eria; 


Firmicutes; 
2946620 2946673 46 


eria; 


Firmicutes; 
3500617 3500670 47 


ria; 


obacteriales; 
3894632 3894681 50 


4079122 4079179 43 


Firmicutes; 
49804 


ia; 


49848 31 


258689 258721 40 
6S ribosomal RNA, 
ridia; 
543850 543890 35 


Deferribacterales; 
569827 569871 31 


692476 692520 50 
n NSW 326 
ria; Proteobacteria; 


1032065 1032109 31 


e; Micromonospora. 
1048985 1049029 31 


419664 Bacteria_16S 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 


DSM 771 Bacteria; 


1160627 1160683 44 


Firmicutes; Clostridia; 


osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neisseriaceae; 


Clostridia; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
419664 Bacteria_16S 
complete sequence 981620 98314 
Entomoplasmatales; 


ain AlHsp 16S ribosomal RNA, partial sequence 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; 
419664 Bacteria_16S 
4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
419664 Bacteria_16S 
FKBS1 16S ribosomal RNA, 
Clostridia; 


16S ribosomal RNA, partial sequence 1941853 19433 


Paenibacillaceae; 


n JCM1123 16S ribosomal RNA, partial sequence 
Lactobacillales; 


16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriaceae; 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
419664 Bacteria_16S 
complete sequence 257219 25873 
Thermoanaerobacterales; 


osomal RNA, partial sequence 


ribosomal RNA, partial sequence 


Thermoanaerobacteraceae; Moorella 

75 gi|265678690|ref|NR_028995.1 

542382 543900 Deferribacter 
Deferribacteraceae; Deferribacter. 

75 gi| 265678673 |ref|NR_028978.1 

568394 569881 Actinobaculum 

Actinomycetace 

93 gi| 265678588 |ref|NR_028893.1 

16S ribosomal RNA, partial sequence 691014 692520 

Gammaproteobacteria; Enterobacteriales; Ent 

75 gi| 265678357 |ref|NR_028659.1 

1030633 103211 


n TT1-11 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


90 gi| 265678540 


758305 75981 


ref |NR_028844.1 
Alysiella. 
ref|NR_028814.1 

801287 802838 
stridiales Famil 


99 gi| 265678511 
complete sequence 
Clostridiales; Clo 
99 gi| 265678487 

837961 83941 
Streptosporangineae; 

gi| 265678389 |ref|NR_028691.1 
1 Entomoplasma 
Entomoplasmataceae; Entomoplasma. 

99 gi| 219857449 |ref|NR_025037.1 
1246931 124845 


ref |NR_028790.1 


99 


99 219878290 


18659 


ref|NR_025429.1 
35 1867442 Asanoa 
Micromonos 
ref|NR_025418.1 


gi 


75 gi| 219878279 ae 
complete sequence 1879598 188113 
Clostridiales; Veillonellaceae; Prop 
75 gi|219878233|ref|NR_025372.1 
47 Paenibacillus 
Paenibacillus. 

75 gi|219857436|ref|NR_025024.1 
partial sequence 2431410 2432897 Paenib 
Paenibacillus. 
gi|219857417|ref|NR_025005.1 
sequence 2452794 245426 
Thermoactinomycetaceae; Thermoflav 

gi|219857121|ref|NR_024749.1 
sequence 2792664 279412 
Clostridiales; Clostridiaceae; Clo 
gi|219856826|ref|NR_024645.1 
2945130 294667 
Lactobacillaceae; Lactobacillu 
gi|219846576|ref|NR_026168.1 
73 Cetobacterium 


72 


75 


99 


99 


Cetobacterium. 

99 gi|219846299|ref|NR_025889.1 

3893217 38946 

llaceae; Bartonella. 

99 gi| 219846167 |ref|NR_025757.1 
complete sequence 4077655 407918 
Clostridiales; Peptococcaceae; Crypt 
75 gi|265679031|ref|NR_029339.1 
48372 49856 Actinobaculum 


Actinomycetace 


72 gi|265678890|ref|NR_029198.1 


Actinomycetales; Micromon 


75 gi| 265678346 


1047573 10490 


ref|NR_028648.1 


Micromonos 


Neochlamydia. 


Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Entomoplasma freundtii 


freundtii Bacteria; 


Neochlamydia 
9 Neochlamydia 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Propionispora 
1 Propionispora 
ionispora. 
Paenibacillus cookii 
cookii Bacteria; 


Paenibacillus 
acillus chinjuensis 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Clostridium 
8 Clostridium 
stridium. 

Lactobacillus 
8 Lactobacillus 
Ss. 

Cetobacterium ceti 
ceti Bacteria; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 
Actinobaculum schaalii 
schaalii Bacteria; 
ae; Actinobaculum. 
Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Deferribacter abyssi 
abyssi Bacteria; 


Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Micromonospora 
4 Micromonospora 


osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


99 228721485|ref|NR_027608.1 
1159166 1160688 Desulf 


Peptococcaceae; Desulfot 


gi 


Clostridiales; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 


419664 Bacteria_16S 1452789 1452833 31 75 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

419664 Bacteria_16S 1978235 1978275 35 75 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
419664 Bacteria_16S 2071583 2071647 10 74 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

419664 Bacteria_16S 2100564 2100608 31 75 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

419664 Bacteria_16S 2334234 2334294 40 99 gi| 219857507 |ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

419664 Bacteria_16S 2410040 2410100 40 99 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

419664 Bacteria_16S 2416268 2416308 35 75 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

419664 Bacteria_16S 2657606 2657650 31 75 gi|219857219|ref|NR_024847.1| Nocardioides 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 

419664 Bacteria_16S 2659130 2659174 31 75 gi|219857218|ref|NR_024846.1| Aeromicrobium 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 2659187 Aeromicrobium 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Aeromicrobium. 

419664 Bacteria_16S 2693582 2693626 31 75 gi|219857193|ref|NR_024821.1| Planotetraspora 


silvatica strain TT 00-51 16S ribosomal 


silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptospo 
Streptosporangiaceae; Planotetraspora. 

419664 Bacteria_16S 2797037 2797081 31 75 gi|219857119|ref|NR_024747.1 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 279709 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Micromonosporaceae; Actinoplanes. 

419664 Bacteria_16S 2800079 2800123 31 75 gi|219857117|ref|NR_024745.1 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes 


Actinobacteria; Actinobacteridae; Actin 
419664 Bacteria_16S 2801602 2801646 31 
strain IFO 13911 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
419664 Bacteria_16S 2803123 2803167 31 
strain IFO 14915 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
419664 Bacteria_16S 2806167 2806211 31 
derwentensis strain IFO 14935 16S ribos 
derwentensis Bacteria; Actinobacteria; 
Micromonosporaceae; Actinoplanes. 
419664 Bacteria_16S 2807688 2807732 31 
consettensis strain IFO 14913 16S ribos 
consettensis Bacteria; Actinobacteria; 
Micromonosporaceae; Actinoplanes. 

19664 Bacteria_16S 2809210 2809254 31 
ampanulatus stra 
ampanulatus Bact 
icromonosporaceae; Actinoplanes. 

19664 Bacteria_16S 2844005 2844057 47 
ineracea strain SK-3255 16S ribosomal RNA, 
cineracea Bacteri 
Streptomycetaceae; 
419664 Bacteria_16S 
aurantiacum strai 
aurantiacum Bacte 
Micromonosporaceae; Virgisporangium. 
419664 Bacteria_16S 2943506 2943550 31 


qe Baan 


Kitasatospora. 
2941990 2942034 31 


RNA, partial se 


omycetales; Micr 


tial sequence 2800187 28 
omycetales; Micr 


tial sequence 2801710 28 


in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


a; Actinobacteria; Actinobacteridae; Act 


n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


quence 


omonospori 
219857116 
016 
omonospori 
219857115 
031 


75 gi 


5 


75 gi 


8 


inomycetales; Streptomyc 

75 gi|219856829|ref|NR_024648.1 
equence 2940579 294204 
Actinomycetales; Micromon 

75 gi|219856828|ref|NR_024647.1 


ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 


neae 
ref 


neae 
ref 


2692168 26936 


’ 


9 Actinoplanes 


’ 


0 Actinoplanes 


omycetales; Micromonosporineae; Micromonos 
75 gi|219857113|ref|NR_024741.1 
omal RNA, partial sequence 2804752 280622 


Actinobacteridae; Actinomycetales; Micromo 
75 gi|219857112|ref|NR_024740.1 

omal RNA, partial sequence 2806275 280774 
Actinobacteridae; Actinomycetales; Micromo 
75 gi|219857111|ref|NR_024739.1 

1 sequence 2807796 280926 

; Actinomycetales; Micromo 

99 gi|219856895|ref|NR_024714.1 
complete sequence 2842551 284406 


Micromono 
NR_024744.1 


Micromono 
NR_024743.1 


3 


s 


s 


9 Planotetraspora 
rangineae; 


Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Actinoplanes lobatus 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Kitasatospora 
5 Kitasatospora 
ineae; 


Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 


2942098 2943563 Virgisporangium 


ochraceum Bacteri 
Micromonosporacea 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


vinaceum strain D 


vinaceum Bacteria 
Micromonosporacea 


Bacteria; Actinob 


Dactylosporangium. 
419664 Bacteria_16S 
fulvum strain DSM 


Bacteria; Actinob 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 
roseum strain DSM 


a; 
e; Virgisporangium. 

3103998 3104042 31 75 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3325148 3325192 31 75 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 

3326675 3326719 31 75 gi 
43916 16S ribosomal RNA, partial sequ 


acteria; Actinobacteridae; Actinomycet 


3329715 3329759 31 
43917 16S ribosomal R 


75 gi 
NA, partial sequ 


acteria; Actinobacteri 


Dactylosporangium. 


dae; Actinomycet 


strain DSM 43040 


Actinobacteria; Actinobacteridae; Actin 
19664 Bacteria_16S 


4 
DSM 803 16S ribos 


Actinobacteria; Actinobacteridae; Actin 


Micromonospora. 


inositola DSM 438 


419664 Bacteria_16S 


419664 Bacteria_16S 


3331244 3331288 31 
16S ribosomal RNA, par 


75 gi 
omycetales; Micr 
3341802 3341846 31 75 gi 
omal RNA, partial sequence 
omycetales; Micr 


3344849 3344893 31 
19 16S ribosomal RNA, 


75 gi 
partial sequence 


219846853 
quence 


, 


219846702 
quence 
tinomyceta 


219846701 
ence 33252 
ales; Micr 


219846699 
ence 33282 


ales; Micr 


219846698 


tial sequence 3329815 33312 


omonospori 
219846690 


3340376 3341852 Micro 


omonospori 


219846688 
33434 


Actinomy 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


ref|NR_026445.1 
3102586 310404 
cetales; Micromo 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


ref|NR_026294.1 
3323723 332519 
les; Micromonosp 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


ref|NR_026290.1| Pilimelia terevasa 

92 Pilimelia terevasa Bacteria; 

neae; Micromonosporaceae; Pilimelia. 
ref|NR_026282.1| Micromonospora rosaria 
monospora rosaria Bacteria; 

neae; Micromonosporaceae; 


’ 


ref|NR_026280.1| Micromonospora 
22 3344899 Micromonospora inositola 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

419664 Bacteria_16S 3346376 3346420 31 75 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

419664 Bacteria_16S 3678775 3678815 35 75 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

419664 Bacteria_16S 3902211 3902255 31 75 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

419664 Bacteria_16S 24172 24207 40 75 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

419664 Bacteria_16S 133445 133488 57 99 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

419664 Bacteria_16S 205124 205195 29 99 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

419664 Bacteria_16S 595361 595404 29 72 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

419664 Bacteria_16S 775037 775112 25 99 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
419664 Bacteria_16S 796507 796546 33 72 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

419664 Bacteria_16S 907611 907666 33 87 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

419664 Bacteria_16S 1064147 1064218 29 99 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

419664 Bacteria_16S 1302379 1302414 40 75 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 
4 


19664 Bacteria_16S 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 


1325398 1325433 40 


75 gi 


16S ribosomal RNA, partial sequence 1300923 13024 


s; Thermoa 


219878140 


kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 


Family III. Incer 


tae Sedis; Caldicellulosiruptor. 


27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_025279.1| Caldicellulosiruptor 
1323941 1325448 Caldicellulosiruptor 


strain E58 16S ri 


strain LM 036 16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


1367860 1367895 40 75 
bosomal RNA, complete sequence 


gi 


1440645 1440732 13 99 
ribosomal RNA, partial sequence 


gi 


228718799 
1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
419664 Bacteria_16S 224581428 


1439230 14407 


ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027210.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
1640415 1640450 40 75 gi|219878450|ref|NR_025589.1 
ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
419664 Bacteria_16S 1741185 1741220 40 75 gi|219878380|ref|NR_025519.1 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; 
19664 Bacteria_16S 


4 
metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


strain P-1 16S ri 
Firmicutes; Clost 


strain DSM43926 1 


4 
stercorarium subs 
Clostridiaceae; C 
4 
alkaliphilum stra 
Bacteria; Firmicu 
4 
strain DSM 43194 
Actinobacteria; A 
4 
strain DSM 44262 
Actinobacteria; A 


4 
taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 
4 
spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


pneumoniae strain 
pneumoniae Bacter 


mathranii strain 
Bacteria; Firmicu 


aeronauticum stra 
aeronauticum Bact 


stercorarium subs 


Clostridiaceae; C 
strain YIM 90010 
Actinobacteria; A 


strain AES-1 16S 
Tenericutes; Moll 
4 
strain R18165 16S 
Actinobacteria; A 


419664 Bacteria_16S 


419664 Bacteria_16S 


Clostridium stercorarium subsp. 
19664 Bacteria_16S 
19664 Bacteria_16S 
16S ribosomal RNA, partial sequence 2610373 26118 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


Stre 
1744273 1744308 40 75 gi 
R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pt 


ce 
al 


2109696 2109767 29 99 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2310011 2310046 40 75 gi 


gi 
cl 
Stre 


2326717 2326772 45 99 gi 
leptospartum strain ATCC 35414 16S 


pt 


Pp. ri 
lostridium. 


2528126 2528157 44 15 gi 


ctinobacteridae; Actinomycetales; Pseudo 


2613338 2613413 25 99 gi 


ctinobacteridae; Actinomycetales; Pseudo 
2667986 2668061 25 99 gi 
43856 16S ribosomal RNA, partial sequ 


acteria; Actinobacteridae; Actinomycet 


en 
al 
2669501 2669576 25 99 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 

2982997 2983032 40 75 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
3175023 3175054 44 75 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3247896 3247927 44 75 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3582776 3582831 45 99 gi 
p- thermolacticum strain TX41 16S ribo 


ue 
in 


ue 
ac 


S; 
2 
1 
i 
2 
so. 


lostridium. 


4062400 4062435 40 75 gi 
Stre 


gi 


ctinobacteridae; Actinomycetales; 
4155231 4155322 9 99 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4238909 4238940 44 75 gi 
ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Acti 


pt 


ta 


no 


yanea strain NA1 
acteria; Actinob 
accharomonospora 


4 
c 
B 
s 
4 


azurea strain NA1 


19664 Bacteria_16S 


19664 Bacteria_16S 


1420 1470 25 75 gi 
34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


2961 3011 25 75 gi 
28 16S ribosomal RNA, partial sequence 


ales; 
19846521 


osporang 


219878378 


17428 


es; Stre 


219873437 
2108290 21097 


ostridiu 


219857523 
6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
19664 Bacteria_16S 


osporang 


219857512 


bosomal 


219857359 


in S1 16S ribosomal RNA, partial sequence 25266 
tes; Clostridia; Clostridiales; Peptococcaceae; 
2611811 2611886 25 99 gi| 219857258 


nocardin 


219857257 
16S ribosomal RNA, partial sequence 2611942 26134 


nocardin 


219857212 


ce 26665 
es; Pseu 


219857211 


nce 
omycetal 


219846935 


nce 


eae; Chl 


219846805 


S1LI35 
Thermoa 


19846756 


sequence 
Pep 


mal RNA, 


219846178 
16S ribosomal RNA, partial sequence 4060988 40624 


osporang 


219846111 
4153813 41553 


ceae; Sp 


219846043 
4237444 42389 


mycineae 


265679063 


1 
es; Pseu 


265679062 


1539 


inea 
ref 


e; Nocardiop 
NR_025517.1 


ptosporangineae; 


ref|NR_026099.2 
m. 
ref|NR_025111.1 
inea 
ref 
RNA, 


e; Streptosp 
NR_025100.1 
partial se 


ref|NR_024947.1 
73 2528174 Desulf 
Desulfotomaculu 
ref|NR_024889.1 


eae; Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


ref |NR_026527.1 

2981577 298305 
amydophila. 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteracea 
ref |NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026113.1 
partial sequenc 


ref|NR_025768.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025701.1 


lasma. 
NR_025633.1 


irop 
ref 


; Actinomycetace 
ref |NR_029371.1 

1489 Saccha 
donocardineae; P 


31 1744318 Nocard 


q 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


e: 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 
Nocardiopsaceae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Clostridium 
uence 2325260 2326777 


Desulfotomaculum 
otomaculum alkaliphilum 


mM. 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Chlamydophila 
5 Chlamydophila 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Clostridium 
e 3581316 3582832 


v 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 

Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


ref |NR_029370.1 
3029 Saccha 


Saccharomonospora 
romonospora azurea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora 


419664 Bacteria_16S 14926 14976 50 99 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

419664 Bacteria_16S 40663 40717 46 99 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

419664 Bacteria_16S 52977 53031 46 99 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

419664 Bacteria_16S 66583 66633 25 75 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

419664 Bacteria_16S 101330 101384 46 99 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

419664 Bacteria_16S 322174 322228 46 99 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

419664 Bacteria_16S 382717 382755 50 87 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

419664 Bacteria_16S 404236 404294 42 99 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

419664 Bacteria_16S 410391 410449 42 99 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
419664 Bacteria_16S 
strain TF-27 16S 
Proteobacteria; 
419664 Bacteria_16S 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, pa 
kentuckyensis Bacteria; Actinobacteria; Actinobacterida 
Pseudonocardiaceae; Amycolatopsis. 

419664 Bacteria_16S 
strain R 16089 16 


irmicutes; 


vestfoldensis Bac 


Loktanella. 


419664 Bacteria_16S 
contaminans strain R-16222 16S ribosomal RNA, partial s 
contaminans Bacte 


Gammaproteobacteria; Alteromonadales; S 


F Bacillales; 
419664 Bacteria_16S 

oligofermentans strain 2-4 16S ribosomal RNA, partial s 
oligofermentans Bacteria; 
419664 Bacteria_16S 
69 16S ribosomal 

Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
419664 Bacteria_16S 
halichoeri strain 
halichoeri Bacteria; 
419664 Bacteria_16S 
vestfoldensis strain R-9477 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobacteria; 


419664 Bacteria_16S 
strain TMAO3 16S 
Firmicutes; 
419664 Bacteria_16S 
strain B22P3 16S 


Clost 


Streptomyces. 
435251 435289 50 87 
ribosomal RNA, partial sequence 


gi 


438355 438405 25 75 gi 


453708 453762 46 

S ribosomal RNA, 
Macrococcus. 

456866 456920 46 


99 gi 


99 gi 
Firmicutes; Lactobacillales; 
487278 487316 50 87 gi 
RNA, partial sequence 


498073 498127 46 99 gi 
M512/02/1 16S ribosomal RNA, partial 
Firmicutes; Lactobacillales; 


504263 504304 50 90 gi 


527072 527118 29 75 gi 


Firmicutes; Bacillales; Bacillace 
549981 550035 46 99 gi 
ribosomal RNA, partial sequence 
ridia; 


ria; 


Clostridiales; Veillonellaceae; 
599696 599754 42 99 gi 


265678765 


265678763 


265678752 


265678747 
equence 


265678727 


485792 487320 Vibrio ponticus Bacteria; 


265678701 
equence 


Actinomycetales; 


rtial sequence 


e; Actinomycetales; 


Streptococcaceae; 


Rhodobacterales; 


Streptomycineae; 


ref|NR_029070.1| Shewanella gaetbuli 


433793 435289 Shewanella gaetbuli Bacteria; 
hewanellaceae; 


Shewanella. 
NR_029068.1| Amycolatopsis 

436922 438427 Amycolatopsis 
Pseudonocardineae; 


ref 


ref|NR_029057.1| Macrococcus lamae 


complete sequence 452220 453768 Macrococcus lamae Bacteria; 


ref|NR_029052.1] Streptococcus 

455417 456926 Streptococcus 
Streptococcus. 
NR_029032.1| Vibrio ponticus strain 
Proteobacteria; 


ref 


265678720|ref|NR_029025.1| Streptococcus 
sequence 496622 498127 Streptococcus 
Streptococcaceae; Streptococcus. 
265678716|ref|NR_029021.1] Loktanella 
sequence 502862 504310 Loktanella 


Rhodobacteraceae; 


Anoxybacillus 
Anoxybacillus 


ref|NR_029006.1 
525601 527141 


548509 55004 


598291 59976 


265678686 


Sporomusa. 
265678653 


ref 


ref 


ae; Anoxybacillus. 
NR_028991.1 
4 Sporomusa aerivorans Bacteria; 


NR_028958.1 


Sporomusa aerivorans 


Streptomyces javensis 


Actinobacteria; Actinobacteridae; Actinomycetales; 
419664 Bacteria_16S 
cangkringensis strain D13P3 16S ribosomal RNA, partial 

cangkringensis Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; 
419664 Bacteria_16S 
melanosporofaciens 
melanosporofaciens 
Streptomycetaceae; 


ribosomal RNA, partial sequence 


601226 601284 42 99 gi 


Streptomyces. 


Streptomycineae; Streptomycetaceae; 


265678652 
sequence 
ae; 


657549 657607 42 99 gi 


Streptomyces. 


265678612 


Actinomycetales; 


1 Streptomyces javensis Bacteria; 


Streptomyces. 
ref|NR_028957.1| Streptomyces 
599812 601293 Streptomyces 


Streptomycineae; 


ref|NR_028917.1| Streptomyces 


strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


419664 Bacteria_16S 
cetonica strain 4 
acteria; Proteobacteria; Deltaproteobacteria; 
19664 Bacteria_16S 719518 719572 46 99 
arismortui strain 123 16S ribosomal RNA, 
acteria; Firmicutes; Bacillales; Bacillaceae; Virgibac 
19664 Bacteria_16S 764296 764334 50 87 gi 
strain SW-45 16S ribosomal RNA, partial sequence 
Proteobacteria; G 
419664 Bacteria_16S 
suicloacalis stra 
suicloacalis Bacteria; 
419664 Bacteria_16S 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnemataceae; 
419664 Bacteria_16S 
intermedius strai 
Bacteria; Firmicutes; 
419664 Bacteria_16S 


687815 687857 33 75 gi 


B 
4 gi 
m 
B 
4 


773519 773573 46 99 gi 
Firmicutes; Lactobacillales; 


913776 913834 42 99 gi 


Lechevalieria. 
916929 916983 46 99 gi 
Lactobacillales; 
940097 940151 46 99 
strain BT-H1l 16S ribosomal RNA, complete sequence 
Firmicutes; Clostridia; Clostridiales; 
419664 Bacteria_16S 1019874 1019928 46 
succinus subsp. s 
Staphylococcus succinus subsp. 
419664 Bacteria_16S 1081942 1081996 46 99 
strain NAF001 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
419664 Bacteria_16S 1157603 1157633 45 75 gi 
moniliformis DSM 12112 16S ribosomal RNA, partial seque 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fuso 
419664 Bacteria_16S 1314549 1314603 46 99 gi 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, 


gi 
99 gi 


gi 


Thermoanaerobacterales; Thermoanaerobacteraceae; Thermo 
419664 Bacteria_16S 1386093 1386131 50 87 gi 
denitrificans strain 0S217 16S ribosomal RNA, partial s 
denitrificans OS217 Bacteria; Proteobacteria; Gammaprot 
Shewanella. 

419664 Bacteria_16S 
strain B-10-31 16 
roteobacteria; G 
19664 Bacteria_16S 
lauca strain K62 
acteria; Actinob 
accharomonospora 
19664 Bacteria_16S 1426748 1426806 42 99 gi 
violaceolatus strain DSM 40438 16S ribosomal RNA, parti 
violaceolatus Bacteria; Actinobacteria; Actinobacterida 
Streptomycetaceae; Streptomyces. 

419664 Bacteria_16S 1428313 1428371 42 99 gi 
coelescens strain AS 4.1594 16S ribosomal RNA, partial 

coelescens Bacteria; Actinobacteria; Actinobacteridae; 

Streptomycetaceae; Streptomyces. 

419664 Bacteria_16S 1475350 1475408 42 99 gi 
subsp. albus strain DSM 40313 16S ribosomal RNA, partia 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 

419664 Bacteria_16S 1478464 1478518 46 


1412996 1413034 50 87 

S ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; P 

1417514 1417564 25 75 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


gi 


£MNWQ Bd 


99 gi 


strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 14785 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
419664 Bacteria_16S 1480038 1480092 46 99 gi 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, compl 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphyl 
419664 Bacteria_16S 1507048 1507102 46 99 gi 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribo 
Thermoanerobacter brockii subsp. lactiethylicus 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermo 
419664 Bacteria_16S 1590276 1590334 42 99 gi 


strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 15903 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


80 16S ribosomal RNA, partial sequence 
Desulfob 


complete sequ 
762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


in PPC79 16S ribosomal RNA, partial se 
Car 


train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
n 1877 16S ribosomal RNA, partial sequ 


Streptococcaceae 


938639 94015 
Heliobacteriacea 


uccinus strain AMG-D1 16S ribosomal RN. 
succinus Bacteria; 


1080469 10819 


Thermoanaerobacter brockii subsp. brockii Bacteria; 


1411537 1 


Desulfosarcina 
osarcina cetonica 
eae; Desulfosarcina. 

Virgibacillus 
acillus marismortui 


265678591 
68634 
acterales; 
265678569 
ence 71801 
illus. 
265678537 


ref|NR_028896.1 
3 687857 Desulf 
Desulfobacterac 
ref |NR_028873.1 
9 719581 Virgib 
ref|NR_028841.1| Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 
ref|NR_028835.1| Atopostipes 

772034 773579 Atopostipes 
ceae; Atopostipes. 
ref|NR_028738.1| Lechevalieria 
uence 912332 913840 Lechevalieria 
omycetales; Pseudonocardineae; 


265678531 
quence 

nobacteria 
265678436 
artial seq 
dae; Actin 


265678434 
ence 91544 
; Streptoc 
265678419 


Streptococcus 
ococcus intermedius 
occus; Streptococcus anginosus group. 
ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 
stis 


ref |NR_028736.1 
5 916988 Strept 


e; Heliore 
265678365 |ref 
A, complete se 


NR_028667.1 
quence 


Staphylococcus 
1018386 1019933 
Firmicutes; Bacillales; Staphylococcus. 
265678322|ref|NR_028624.1| Bacillus funiculus 
98 Bacillus funiculus Bacteria; 


228721492 
nce 11561 
bacteriace 


ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
228718892 |ref|NR_027577.1| Thermoanaerobacter 
partial sequence 1313094 1314606 

Firmicutes; Clostridia; 
anaerobacter. 
228716834] ref |NR_027556.1 
equence 1384632 138613 
eobacteria; Alteromonadale 


Streptobacillus 
obacillus moniliformis 
lus. 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


’ 


224581450 
4130 
seudoalter 
224581447 
14160 
Pseu 


ref|NR_027234.1| Algicola sagamiensis 

34 Algicola sagamiensis Bacteria; 

omonadaceae; Algicola. 
ref|NR_027229.1| Saccharomonospora 

93 1417582 Saccharomonospora glauca 

ales; donocardineae; Pseudonocardiaceae; 
Streptomyces 

1 Streptomyces 

omycineae; 


224581441 |ref|NR_027223.1 
al sequence 1425302 142681 
e; Actinomycetales; Strept 


224581440 
sequence 
Actinomyce 


ref|NR_027222.1 
1426862 142837 
tales; Streptomy 


Streptomyces 
6 Streptomyces 
cineae; 


19878476 
sequence 
Actinomy 


ref|NR_025615.1 
1473916 147541 
cetales; Strepto 


2 Streptomyces albus 
1 4 Streptomyces albus 
: mycineae; 


219878440 Lactobacillus spicheri 


spicheri Bacteria; 


ref|NR_025579.1 
22 Lactobacillus 
illus. 
219878381 
ete sequen 
ococcus. 
219846365 
somal RNA, 
Bacteria; 
anaerobact 
219878485 


ref|NR_025520.1 
ce 1478573 148010 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 

er. 
ref|NR_025624.1| Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 
ptomycineae; Streptomycetaceae; Streptomyces. 


419664 Bacteria_16S 1593372 1593430 42 99 gi 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA 


219878483 |ref|NR_025622.1| Streptomyces rimosus 
, partial sequence 1591939 1593434 Streptomyces 


rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


chrestomyceticus 
chrestomyceticus 
Streptomycetaceae 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 
4 
strain DSM 40597 


purpurogeneiscler 
Streptomycineae; 
philippinense str 


philippinense Bac 
Pseudonocardiacea 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


Streptomycetaceae; Streptomyces. 
1594918 1594976 42 99 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

1596465 1596523 42 99 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1598013 1598071 42 


rt 


v 
2 

1 

i 


, 


99 gi 
Stre 
1599561 1599619 42 99 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1601109 1601167 42 


pt 


p 
te 


’ 


99 gi 
Stre 
1602657 1602715 42 99 gi 
oticus strain DSM 43156 16S ribosomal 


pt 
RN. 


Streptomycetaceae; Streptomyces. 
1663387 1663437 25 75 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 
1666450 1666500 25 


s 
e; 


75 gi 


219878482 
id 


19878481 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 


419664 Bacteria_16S 219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


419664 Bacteria_16S 219878477 


219878433 


219878431 


ref 
ence 
nomy 


NR_025621. 
ial sequ 
ae; Acti cetales; 
ref|NR_025620. 
sequence 
Actinomycetales; 
ref|NR_025619. 
77 Streptomyces 
e; Streptomy 
ref|NR_025618. 
artial sequence 15 
ridae; Actinomycetal 


omycinea 


es; 


ref 
73 Streptomyces 
e; Streptomy 
ref 
als 


omycinea 


A, parti equence 


ref 
equence 1661967 16634 
Actinomycetales; 


ref 


159348 
Str 


1595032 15965 
Strept 


cet 


981 


NR_025617.1 


cet 
NR_025616.1 


NR_025572.1 
Pseud 


NR_025570.1 


1 


2 
fe} 


a 


2 


a 


5 
oO 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Kibdelosporangium 


albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

419664 Bacteria_16S 1669528 1669578 25 75 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
419664 Bacteria_16S 1674020 1674070 25 75 gi| 219878426 |ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

419664 Bacteria_16S 1677040 1677090 25 75 gi| 219878424 |ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 


Actinomycetales; 


419664 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
4 
strain MG 417-CF 


19664 Bacteria_16S 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Amycolatopsis. 

419664 Bacteria_16S 1690759 1690813 46 99 gi|219878414|ref|NR_025553.1 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planoc 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

419664 Bacteria_16S 1817065 1817115 25 75 gi|219878325|ref|NR_025464.1 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

419664 Bacteria_16S 1887349 1887399 25 75 gi|219878274|ref|NR_025413.1 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 188742 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoca 
Pseudonocardiaceae; Saccharomonospora. 

419664 Bacteria_16S 1925059 1925117 42 99 gi| 219878245 |ref|NR_025384.1 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 192512 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Pseudonocardiaceae; Pseudonocardia. 

419664 Bacteria_16S 2033103 2033149 29 75 gi|219878174|ref|NR_025313.1 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

419664 Bacteria_16S 2059406 2059464 42 99 gi|219878152|ref|NR_025291.1 


thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 


Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 

1678557 1678607 25 75 gi| 219878423 |ref|NR_025562.1 
n DSM 44594 16S ribosomal RNA, partial sequence 1677147 167861 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
e; Amycolatopsis. 

1680079 1680129 25 75 gi|219878422|ref|NR_025561.1 
17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycol 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Planococcus 
occus rifietoensis 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Alicyclobacillus 
lobacillus hesperidum 


Streptomyces 


2057971 2059469 Streptomyces 


thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae 


Streptomyces. 


’ 


strain DSM 43030 


419664 Bacteria_16S 


2111270 2111328 42 99 


16S ribosomal RNA, partial sequence 2109822 21113 


Actinobacteria; Actinobacteridae; Actinomycetales; 


longatus strain 
icrobulbifer. 


strain YIM 90001 


Streptomycetaceae; 


19664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 226145 


2117352 2117390 50 87 


4 

e DSM 6810 16S ribosomal RNA, partial sequence 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; 
M 

4 


2150598 2150648 25 75 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
419664 Bacteria_16S 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


2249076 2249134 42 99 


Streptomyces. 


2261389 2261447 42 99 


gi|219873436 


Streptomycineae; 


gi|219857657 


gi| 219857635 


gi|219857567 


gi|219857559 


ref 


ref 
Alteromonadales; 


ref 


ref 


ref 


nN 


thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 


Firmicutes; 


NRRL B-24104 16S 


Streptomycetaceae; 


419664 Bacteria_16S 


strain ATCC 43186 
Firmicutes; 


herbarius strain 
Bacteria; 


Bacteria; 


419664 Bacteria_16S 
strain SK-1 16S ribosomal RNA, partial sequence 
Bacillales; 
419664 Bacteria_16S 


Streptomyces. 

2267614 2267644 45 75 
Bacillaceae; Geobacillus. 

2343182 2343232 25 75 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
419664 Bacteria_16S 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 


2519037 2519095 42 99 


Streptomyces. 


2590272 2590326 46 99 


16S ribosomal RNA, partial sequence 
Lactobacillales; 
419664 Bacteria_16S 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 
voinovskiensis Bacteria; 
419664 Bacteria_16S 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 278673 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 
419664 Bacteria_16S 


Enterococcaceae; 
2697946 2697992 29 75 
Firmicutes; Bacillales; 
2786668 2786714 29 75 


2788247 2788293 29 75 


CP-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 
419664 Bacteria_16S 
thermoruber strain BT2 16S ribosomal RNA, partial sequence 
Firmicutes; 
419664 Bacteria_16S 

sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; 


3002865 3002927 10 72 


Bacillales; Paenibacillaceae; 
3084635 3084665 45 75 


Firmicutes; Clostridia; 


Thermoanaerobacter. 


419664 Bacteria_16S 
amylophilus strain H 18 16S ribosomal RNA, partial sequence 30950 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 
419664 Bacteria_16S 
oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 
oxalivorans Bacteria; 
419664 Bacteria_16S 

oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 31221 


Bacteria; 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammon 
419664 Bacteria_16S 3237257 3237315 42 99 gi|219846763|ref|NR_026355.1 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 323732 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

419664 Bacteria_16S 3316016 3316062 29 75 gi|219846710|ref|NR_026302.1 


strain Z-7692 16S 
Spirochaetes; 


strain Z-7591 16S 
Spirochaetes; 


subrutilus strain 


Streptomycetaceae; 


419664 Bacteria_16S 


strain NRRL 2418 1 


Spirochaetales; 
419664 Bacteria_16S 


Spirochaetales; 
419664 Bacteria_16S 


3096561 3096611 50 99 


3122061 3122123 10 72 
Firmicutes; Bacillales; 


3123608 3123670 10 72 


ribosomal RNA, partial sequence 
Spirochaetaceae; 
3319060 3319106 29 75 
ribosomal RNA, partial sequence 
Spirochaetaceae; 
3448889 3448947 42 99 
DSM 40445 16S ribosomal RNA, 


Streptomyces. 
3450457 3450515 42 
6S ribosomal RNA, 


99 


Enterococcus. 


Bacillaceae; 


Paenibacillaceae; 


Spirochaeta. 
Spirochaeta. 
complete 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; 


complete sequence 


gi|219857555 
2266147 22676 


gi| 219857500 
2341772 23432 
gi| 219857365 


219857275 
25888 


gi 
gi|219857190 
gi|219857126 


219857125 
27867 


gi 


219846922 

30014 

Brevibacillus. 
gi|219846866 


gi 


Thermoanaerobacterales; 


gi|219846858 


gi| 219846841 


gi|219846840 


3314589 33160 


gi|219846708 
3317638 33191 


219846611 
sequence 


gi 


gi|219846610 


ref 


ref 


ref 
Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
Actinomycetales; 


ref 


3083185 30846 


3120644 31221 


Aneurinibacillus 
NR_026432.1 
91 3123687 Ammoni 


3447437 34489 


NR_025250.1 
30 Streptomyces 
Streptomycet 
NR_025246.1 
115900 211739 
Altero: 


NR_025224.1 
78 Prauserella halophila Bacteria; 
Pseudonoca 
NR_025155.1 
2247616 224914 
Actinomycetales; Strep 


NR_025147.1 


NR_025143.1 
57 Geobacillus toebii Bacteria; 


NR_025088.1 
43 Crossiella equi Bacteria; 
Pseudonoca 
NR_024953.1 
2517611 251909 
Strept 


NR_024906.1 
00 2590328 Enter 


NR_024818.1 
2696496 269800 
Anoxybacillus. 
NR_024754.1 


Alicyclob 
NR_024753.1 
86 2788314 Alicyc 
Alicyclobacillus. 
ref|NR_026514.1 


33 3002946 Brevib 


NR_026458.1 


NR_026300.1 
06 Spirochaeta asiatica Bacteria; 


NR_026203.1 
Streptomy 


NR_026202.1 
3449003 3450520 Streptomyces caelestis 


6 


Thermoana 


NR_026450.1 
79 3096617 Rumino 
Succinivibrionaceae 
NR_026433.1 


4 


5 


rdiaceae; 


r 


fo} 


fo} 


a 


Streptomyces humiferus 


humiferus Bacteria; 
aceae; 


Streptomyces. 
Microbulbifer 
0 Microbulbifer 


monadaceae; 


Prauserella halophila 


Prauserella. 
Streptomyces 
2 Streptomyces 


tomycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Geobacillus toebii 


Crossiella equi strain 


diaceae; Crossiella. 
Streptomyces 

9 Streptomyces 

mycineae; 


Enterococcus mundtii 
coccus mundtii Bacteria; 


Anoxybacillus 
1 Anoxybacillus 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Brevibacillus 
acillus thermoruber 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Ruminobacter 
bacter amylophilus 
; Ruminobacter. 
Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Streptomyces 
0 Streptomyces 
omycineae; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


Streptomyces 
2 Streptomyces 
cineae; 


Streptomyces caelestis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


pseudalcaliphilus 
pseudalcaliphilus 


strain R91/1468 1 
Firmicutes; Lacto 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


halophilum strain 
halophilum Bacter 


ATCC 35205 16S ri 
Firmicutes; Clost 


cellulolyticus st 
cellulolyticus Ba 


419664 Bacteria_16S 


strain 2917B 16S 
Firmicutes; Bacil 
4 
strain ATCC 10379 
Bacteria; Firmicu 


419664 Bacteria_16S 


thermocopriae str 
thermocopriae Bac 
Thermoanaerobacte 


419664 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


419664 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


419664 Bacteria_16S 


strain ATCC 19812 
Actinobacteria; A 


419664 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


419664 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


419664 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


419664 Bacteria_16S 


diastatochromogen 
diastatochromogen 
Streptomycetaceae 


419664 Bacteria_16S 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


6S ribosomal RNA, partial sequence 3599877 36013 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
3853136 3853182 29 75 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3872922 3872976 46 99 gi 
ribosomal RNA, partial sequence 


e; 


qu 
id 


ribosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydia. 


acteria; Actinobacteridae; Actinomycetal 
3923412 3923470 42 99 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3924993 3925051 42 99 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3926574 3926632 42 99 gi 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobacte 
Streptomyces. 


te 
A 


, 


le 
e; 


’ 


, 


419664 Bacteria_16S 


strain RL-34 16S 
Actinobacteria; A 


3829173 38306 


219846327 


219846314 
3871442 38729 


3894733 38962 


219846279 


219846278 


219846277 


Streptomycineae; 


cterium. 
ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref|NR_025904.1 


Helioba 


ence 


iales; R 


lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3874509 3874563 46 99 gi|219846313|ref|NR_025903.1 

16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 

tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

3882231 3882285 46 99 gi|219846308|ref|NR_025898.1 
ain JT-3 16S ribosomal RNA, partial sequence 3880766 388228 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoana 
baa 

3896187 3896249 13 75 gi| 219846298 |ref|NR_025888.1 


3918679 3918721 31 73 gi|219846282|ref|NR_025872.1 

rain YU 127-1 16S ribosomal RNA, partial sequence 3917267 391873 

cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
e; Spirilliplanes. 

3920250 3920308 42 99 gi| 219846281 |ref|NR_025871.1 

16S ribosomal RNA, complete sequence 3918787 3920316 Strept 

ctinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 

3921831 3921889 42 99 gi|219846280|ref|NR_025870.1 

16S ribosomal RNA, complete sequence 3920367 3921897 Strept 


es; Streptomycineae; Str 


ref|NR_025869.1 
e 3921948 392347 
etales; Streptom 


sequenc 
ctinomyc 


ref 
te sequence 
Actinomycet 


NR_025868.1 

392352 
ales; Strept 
ref 
complete seq 
ridae; Actin 


NR_025867.1 
uence 392511 
omycetales; 


Streptomycetaceae; 


3487003 3487061 42 99 gi| 219846585 |ref|NR_026177.1| Streptomyces 
n DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

3491630 3491688 42 99 gi|219846582|ref|NR_026174.1| Streptomyces 
DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

3535480 3535534 46 99 gi|219846553|ref|NR_026145.1] Bacillus 
DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

3601345 3601399 46 99 gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


bacillales; Carnobacteriaceae; Dolosigranulum. 
3638990 3639048 42 99 gi|219846480|ref|NR_026072.1| Streptomyces 
strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
3654292 3654346 46 99 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
ia; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
3830622 3830676 46 99 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Thermoanaerobacter 
7 Thermoanaerobacter 


erobacteraceae; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 
ycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 
mycineae; 


Streptomyces scabiei 


3928154 3928212 42 99 gi|219846276|ref|NR_025866.1 
in RL-110 16S ribosomal RNA, complete sequence 3926691 392822 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
; Streptomyces. 
3929734 3929792 42 99 gi|219846275|ref|NR_025865.1 
ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
ctinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 


ceae; Streptomyces. 


19664 Bacteria_16S 4003505 4003543 50 87 gi|219846223|ref|NR_025813.1| Photobacterium 
ipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
acteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

19664 Bacteria_16S 4029217 4029255 50 87 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
419664 Bacteria_16S 4030767 4030805 50 87 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
419664 Bacteria_16S 4032286 4032336 25 75 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
19664 Bacteria_16S 4035390 4035440 25 75 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 
419664 Bacteria_16S 4057880 4057918 50 87 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

419664 Bacteria_16S 4077545 4077599 46 99 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 
419664 Bacteria_16S 4106252 4106306 46 99 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


POR eS 


rs 


419664 Bacteria_16S 4213131 4213161 45 75 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

419664 Bacteria_16S 22584 22613 46 75 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

419664 Bacteria_16S 31825 31854 46 75 gi|265679043|ref|NR_029351.1| Facklamia sourekii 


strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 
419664 Bacteria_16S 74187 74240 47 99 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

Pseudonocardiaceae; Pseudonocardia. 
4 
v 
Vv 


19664 Bacteria_16S 116669 116722 47 99 gi| 265678985 |ref|NR_029293.1| Mycobacterium 
anbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 15240 116730 Mycobacterium 
anbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacteriaceae; Mycobacterium. 


R 


419664 Bacteria_16S 154632 154661 46 75 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

419664 Bacteria_16S 163755 163788 42 75 gi|265678954|ref|NR_029262.1| Brevibacterium 


epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 


419664 Bacteria_16S 232611 232664 47 99 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

419664 Bacteria_16S 243580 243633 47 99 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 


novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
419664 Bacteria_16S 270590 270619 46 75 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
419664 Bacteria_16S 369076 369109 42 75 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


419664 Bacteria_16S 376586 376615 46 75 gi| 265678804 |ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

419664 Bacteria_16S 424366 424395 46 75 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

419664 Bacteria_16S 436797 436850 47 99 gi|265678764|ref|NR_029069.1| Kitasatospora 


putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 


putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
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ibosomal RNA, partial sequence 543951 54542 


Strept 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

419664 Bacteria_16S 554562 554595 42 75 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

419664 Bacteria_16S 580232 580285 47 99 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

419664 Bacteria_16S 607396 607425 46 75 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

419664 Bacteria_16S 608902 608955 47 99 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

419664 Bacteria_16S 618259 618312 47 99 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

419664 Bacteria_16S 625664 625717 47 99 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
419664 Bacteria_16S 627229 627282 47 99 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
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Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
419664 Bacteria_16S 918492 918545 47 99 gi| 265678433 |ref|NR_028735.1 
strain IEGM 16S ribosomal RNA, partial sequence 917039 91855 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
419664 Bacteria_16S 920054 920107 47 99 gi| 265678432 |ref|NR_028734.1 
strain 213E 16S ribosomal RNA, partial sequence 918602 92011 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
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Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
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1044481 10459 
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ce 1801788 18032 
illus 
ref od 
1803341 18048 
cillus. 
ref 
01 1824836 Halob 


e 


v 


P 


b 


2 
s 


n 


Cc 


a 


3 


ref 


ref 


ref 
nce 
ae; 
ref 
69 Trichococcus 


18537 
Globicatell 


e 
e 


bacillales; Carnobacteriaceae; Trichococcus. 
16S 1882668 1882697 46 75 gi| 219878278 |ref|NR_025417.1 
6S ribosomal RNA, partial sequence 1881182 18827 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 
16S 1884244 1884273 46 75 gi| 219878277 |ref|NR_025416.1 
6S ribosomal RNA, partial sequence 1882756 18842 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 
16S 1885823 1885852 46 75 gi|219878276|ref|NR_025415.1 
6S ribosomal RNA, partial sequence 1884339 18858 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 
1909771 1909800 46 75 gi| 219878257 |ref|NR_025396.1 


NR_025625.1 


NR_025593.1 


Aeromona 
NR_025571.1 


NR_025545.1 
02 1703230 Halob 


NR_025514.1 
68 Megamonas hypermegale Bacteria; 


NR_025511.1 
04 Bacillus luciferensis Bacteria; 


NR_025494.1 


treptomycet 
NR_025492.1 


Strepto 


NR_025490.1 
NR_025489.1 
NR_025481.1 
NR_025474.1 
NR_025473.1 
NR_025472.1 
NR_025459.1 
NR_025454.1 


07 Ilyobacter insuetus Bacteria; 


NR_025446.1 
32 Bacillus halodurans Bacteria; 


NR_025437.1 


NR_025435.1 


7 
d 


a 


a 


7 


5 


1 


8 


b 


9 


6 


a 


2 
a 


Enterococcus italicus 


italicus Bacteria; 


Oceanisphaera 


9 Oceanisphaera 
aceae; Oceanisphaera. 


Kibdelosporangium 
1663507 1664980 


Halobacillus 


cillus karajensis 


Megamonas hypermegale 


Bacillus luciferensis 


Streptomyces arenae 


arenae Bacteria; 
ceae; 


Streptomyces. 
Streptomyces 


9 Streptomyces 
mycineae; 


Paenibacillus 


6 Paenibacillus 


Paenibacillus 


9 Paenibacillus 


Virgibacillus 


7 Virgibacillus 


Paenibacillus 


acillus stellifer 


Bacillus 


0 Bacillus 


Virgibacillus 


2 Virgibacillus 


Halobacillus trueperi 


cillus trueperi 


Ilyobacter insuetus 


Bacillus halodurans 


Globicatella 


6 1855215 Globicatella 


Trichococcus palustris 


palustris Bacteria; 


Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Aerococcus 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 


strain DSM 12654 
Firmicutes; Bacil 


strain LMG 18435 
Firmicutes; Bacil 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 
4 
strain 95Al1 16S r 
Proteobacteria; G 
4 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


1912788 1912817 46 75 gi 
Ureibacillus. 
75 gi 


lales; Planococcaceae; 


1941763 1941792 46 


219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


219878234 
16S ribosomal RNA, partial sequence 1940300 19418 


ref |NR_025394.1 
21 Ureibacillus 


ref |NR_025373.1 
02 Bacillus shac 


Ureibacillus terrenus 
terrenus Bacteria; 


Bacillus shackletonii 
kletonii Bacteria; 


lales; Bacillaceae; Bacillus. 

1951050 1951107 42 99 gi|219878228|ref|NR_025367.1| Pseudonocardia 
in LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Pseudonocardia. 

1963134 1963179 50 95 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
ibosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

1975114 1975143 46 75 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 


strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillus marinus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

419664 Bacteria_16S 2034641 2034694 47 99 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

419664 Bacteria_16S 2040828 2040857 46 75 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

419664 Bacteria_16S 2048658 2048687 46 75 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

419664 Bacteria_16S 2050221 2050250 46 75 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

419664 Bacteria_16S 2051782 2051811 46 75 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

419664 Bacteria_16S 2057867 2057900 42 75 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

419664 Bacteria_16S 2096061 2096090 46 75 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

419664 Bacteria_16S 2115807 2115836 46 75 gi|219857658|ref|NR_025247.1| Planococcus maritimus 


strain TF-9 16S r 
Firmicutes; Bacil 


419664 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


strain TF-12 16S 
Firmicutes; Bacil 


strain TF-11 16S 
Firmicutes; Bacil 


strain ATCC 927 1 
Actinobacteria; A 


aetherivorans str 
aetherivorans Bac 
Nocardiaceae; Rho 


rs 


aejeonensis stra 
aejeonensis Bact 


d 
d 
4 
kribbensis strain 
Bacteria; Firmicu 
4 
puniciscabiei str 
puniciscabiei Bac 
Streptomycetaceae 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
2120412 2120441 46 75 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2124908 2124937 46 75 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2126464 2126493 46 75 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2165677 2165730 47 99 

6S ribo 
ctinobacteridae; Actinomycetales; Cory 
2174801 2174854 47 99 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2226236 2226265 46 75 gi 
in AM141 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
2227797 2227826 46 75 gi 
AM49 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2247504 2247557 47 99 gi 
ain S77 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


gi 


gi 


gi 


gi 


, 


strain YKJ-10 16S 
Firmicutes; Bacil 


419664 Bacteria_16S 


2382659 2382688 46 75 


ne 
s 
e; 
qu 
il 


nc 
ni 


219857 
somal RNA, partial sequence 2164214 21657 


2114343 21158 


219857655 
2118933 21204 
219857652 
2123444 21249 
219857651 


2125001 21265 


625 


bacterin 


219857619 


equence 


219857582 


ence 
laceae; 


219857581 


e 22263 


ue 
e; 


gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


nce 


219857472 


Actinomycet 


bacillus. 
219857568 


Actinomycet 


ref |NR_025244.1 
54 Halobacillus 


ref|NR_025241.1 
50 Bacillus aqui 


ref|NR_025240.1 
06 Bacillus mari 


ref|NR_025214.1 
35 Mycobacterium 
eae; 
ref 

2 


NR_025208.1 
173451 21748 
ales; Coryn 


ref|NR_025170.1 
2224766 22262 
Paenibacillus. 
ref|NR_025169.1 
29 2227839 Paeni 


ref|NR_025156.1 
2246040 22475 
ales; Strep 


ref 


NR_025060.1 


Mycobacteri 
5 
e 
7 


b 


6 
t 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 
salinus Bacteria; 


Bacillus aquimaris 
maris Bacteria; 


Bacillus marisflavi 
sflavi Bacteria; 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Rhodococcus 
9 Rhodococcus 
bacterineae; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Streptomyces 
5 Streptomyces 
omycineae; 


Bacillus jeotgali 


2381197 2382701 Bacillus jeotgali Bacteria; 


4 
aquimarina strain 
Bacteria; Firmicu 
4 


acteria; Firmicu 


livapovliticus s 
livapovliticus B 


lbus strain JL 8 
acteria; Actinob 


Streptacidiphilus. 
419664 Bacteria_16S 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 


acidaminophila st 
acidaminophila Ba 


strain ATCC 43198 
irmicutes; Lacto 


F 
4 
campinasensis str 
campinasensis Bac 
juripiscarius str 
juripiscarius Bac 


psychrotolerans s 
psychrotolerans B 
4 
Bacillales; Bacil 
oxidotolerans str 
oxidotolerans Bac 


Bacteria; Firmicu 


strain AM31D 16S 
Firmicutes; Bacil 


strain JCM 9920 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
19664 Bacteria_16S 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
419664 Bacteria_16S 


4 


albofaciens strai 
albofaciens Bacte 
Streptomycetaceae 


minutisporangium 


Frankineae; Crypt 


419664 Bacteria_16S 


strain IFO 12702 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
419664 Bacteria_16S 


kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 


419664 Bacteria_16S 


strain IMC S-0802 


19664 Bacteria_16S 
19664 Bacteria_16S 
koreense strain J 


19664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 
419664 Bacteria_16S 
19664 Bacteria_16S 
419664 Bacteria_16S 
419664 Bacteria_16S 
19664 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 
419664 Bacteria_16S 
419664 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
419664 Bacteria_16S i 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 


2399334 2399363 46 75 gi 
SW28 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Sporo 
2445055 2445084 46 75 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2449639 2449668 46 75 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2553304 2553357 47 99 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


ne 


e 
mi 


al 


2554865 2554918 47 99 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 
2567231 2567260 46 75 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2591850 2591879 46 75 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2644089 2644118 46 75 gi 
ain 324 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Paeniba 
2680177 2680206 46 75 gi 
ain IS40-3 16S ribosomal RNA, partial 

teria; Firmicutes; Bacillales; Bacilla 
2681719 2681748 46 75 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2699517 2699546 46 75 gi 


al 
id 


cu 


ue 
ci 


se 
ce 


1 
Ca 


laceae; Bacillus. 

2707153 2707182 46 75 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2723602 2723667 10 75 gi 


eq 
le 


tes; Bacillales; Alicyclobacillaceae; Al 
2726733 2726762 46 75 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2774576 2774609 42 75 gi 
Stre 
gi 


pt 


2776114 2776147 42 75 
Stre 
2777653 2777686 42 75 gi 
n JCM 4342 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2798568 2798601 42 75 gi 
strain IFO 15962 16S ribosomal RNA, pa 


pt 
se 
i 
rt 


osporangiaceae; Cryptosporangium. 
2827250 2827283 42 75 gi 
ki 
2831833 2831866 42 75 gi 
n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2833371 2833404 42 75 gi 
16S ribosomal RNA, partial sequence 


eq 
A 


’ 


pt 


sa 
219857423 


6S ribosomal RNA, partial sequence 2773134 27 


Actino: 


219857461 


e 23978 
rcina. 


24435 
crobium. 


219857420 
ia 
Ca 
219857342 


1 sequen 
rnobacte 


25518 


es; Stre 


219857341 


ce 25534 
es; Stre 


219857290 


sequenc 
iales; V 


219857274 


25903 
s. 


219857229 


nce 
llaceae; 


219857203 


quence 
ae; Lent 


219857202 


sequence 
rnobacte 


219857189 
2698052 2699555 Ba 


Gil 


219857184 


uence 
s Family 


219857173 


27 
icycl 


221 
oba 


219857170 
2725265 27 


267 


219857135 


746 


omycinea 


219857133 


761 


omycinea 


219857132 


e 
myc 


quenc 


219857118 


ial sequ 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 


neae; Sp 


219856903 


uence 
ctinomyc 


219856902 


28319 
omycinea 


2870374 2870403 46 75 


gi 


219856878 


ref |NR_025049.1 
69 2399376 Sporos 


ref|NR_025011.1 
92 2445097 Plano: 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkali 
ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref |NR_024905.1 
79 2591887 Entero 


ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
NR_024831.1 
2678696 268021 
ibacillus. 
ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref |NR_024817.1 
lus asahii Bacte 


ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024798.1 


ref|NR_024763.1 
19 Streptomyces 
e; Streptomyceta 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomyceta 
ref|NR_024760.1 

2776208 277769 
etales; Strepto 


ref 
ence 


NR_024746.1 
279714 


ref|NR_024727.1 
orichthyaceae; S 
ref |NR_024724.1 

2830390 283187 
etales; Streptom 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 


b 


Sporosarcina 
arcina aquimarina 


Planomicrobium 


microbium koreense 


Alkalibacterium 
1 Alkalibacterium 
acterium. 


acidiphilus albus 
eptomycetaceae; 


eptomycetaceae; 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 


Paenibacillus 
1 Paenibacillus 


Lentibacillus 
9 Lentibacillus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Bacillus asahii 
ria; Firmicutes; 


Exiguobacterium 
1 Exiguobacterium 


ceae; 


ceae; 
Streptomyces 
6 Streptomyces 


mycineae; 


5 2798614 


porichthya. 
Streptomyces 

7 Streptomyces 

ycineae; 


ceae; 
Bacillus 


ref |NR_024697.1 
286889 


6 2870426 Bacillus 


weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 


Cryptosporangium 


Streptacidiphilus 


Streptacidiphilus 
acidiphilus carbonis 


Enterococcus cecorum 
coccus cecorum Bacteria; 


strain 


edis; Exiguobacterium. 
Alicyclobacillus 
lobacillus pomorum 


Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 


Streptomyces peucetius 
peucetius Bacteria; 
Streptomyces. 
Streptomyces platensis 
platensis Bacteria; 
Streptomyces. 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 


Streptomyces albulus 
omyces albulus Bacteria; 
Streptomyces. 


Firmicutes; 


irmicutes; 


Firmicutes; 


Bacillales; 


Firmicutes; 


Firmicutes; 


419664 Bacteria_16S 
strain DSM11031 16S ribosomal RNA, partial sequence 
Bacillales; 
419664 Bacteria_16S 
strain IFO15566 16S ribosomal RNA, partial sequence 
F Bacillales; 

419664 Bacteria_16S 

naganoensis strain ATCC53909 16S ribosomal RNA, partial s 
naganoensis Bacteria; 

419664 Bacteria_16S 

strain IFO15718 1 


Bacillaceae; 
419664 Bacteria_16S 
strain JCM9731 16S ribosomal RNA, partial sequence 
Bacillales; 
419664 Bacteria_16S 

strain JCM9070 16S ribosomal RNA, partial sequence 
Bacillales; 
419664 Bacteria_16S 

cyanogriseus stra 


2871954 2871983 46 75 gi 
Bacillaceae; Bacillus. 
2873532 2873561 46 75 gi 
Bacillus. 
75 


Bacillaceae; 
2875120 2875149 46 gi 
Pullulani 
75 


Firmicutes; Bacillales; 
2876696 2876725 46 gi 


Bacillaceae; Bacillus. 


Bacillaceae; Bacillus. 
2882961 2882990 46 75 gi 
Bacillus. 
75 


Bacillaceae; 


2938961 2938994 42 gi 


cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 


Pseudonocardiaceae; 
419664 Bacteria_16S 
IFO 16102 16S ribosomal RNA, partial sequence 


Actinoalloteichus. 


2940482 2940515 42 75 gi 


2 
in IFO 14455 16S ribosomal RNA, partial 
7 


2879844 2879873 46 75 gi|219856872|ref|NR_024691.1 

somal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacte 
Bacillus. 

2881409 2881438 46 75 gi|219856871|ref|NR_024690.1 


2879945 28814 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


419664 Bacteria_16S 


2945033 2945066 42 75 gi 


brevicatena strain YU 720-21 16S ribosomal RNA, partial s 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 


419664 Bacteria_16S 


2978413 2978446 42 75 gi 


macrosporus strain A1201 16S ribosomal RNA, partial seque 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 


419664 Bacteria_16S 2979944 2979977 42 75 gi| 219846937 |ref|NR_026529.1 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 297999 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

419664 Bacteria_16S 2981480 2981513 42 75 gi|219846936|ref|NR_026528.1 


Streptomyces. 


thermovulgaris strain R10 16S ribosomal RNA, partial sequ 


thermovulgaris Ba 
Streptomycetaceae; 
419664 Bacteria_16S 


flavithermus Bacteria; 
419664 Bacteria_16S 
strain DSM 3670 1 


Firmicutes; 


Geodermatophilaceae; 
419664 Bacteria_16S 
strain GKNTAUT 16S ribosomal RNA, partia 


cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomyces. 
2999766 2999795 46 75 gi|219846924|ref|NR_026516.1 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 299981 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
3001338 3001367 46 75 gi|219846923|ref|NR_026515.1 
6S ribosomal RNA, partial sequence 2999867 30013 
Bacillaceae; Geobacillus. 
3011833 3011886 47 99 gi|219846916|ref|NR_026508.1 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 301189 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Franki 
Modestobacter. 
3028495 3028524 46 75 gi|219846905|ref|NR_026497.1 


thiosulfatigenes 
thiosulfatigenes 
419664 Bacteria_16S 


Bacillales; 
419664 Bacteria_16S 


Clos 
gi 


Bacteria; Firmicutes; Clostridia; 
3048364 3048393 46 75 


tabacinasalis strain GF112B 16S ribosomal RNA, partial 


tabacinasalis Bacteria; 
419664 Bacteria_16S 

strain ATCC 25470 
Actinobacteria; Actinobacteridae; Actinomycetales; 
419664 Bacteria_16S 
617-93 16S ribosomal RNA, partial sequence 
Bacillales Family XI. 
419664 Bacteria_16S 
strain 2045-94 16 


Bacillales; 


Firmicutes; 


Bacillales; 
419664 Bacteria_16S 3155238 3155267 46 


Firmicutes; 
3105535 3105568 42 
16S ribosomal 


75 gi 
RNA, partial sequence 


3141519 3141548 46 75 gi 
Gemel 


gi 


Incertae Sedis; 
3143079 3143108 46 75 

S ribosomal RNA, partial sequence 
Bacillales Family XI. Incertae 


45 gi 


tr 


se 


Lactobacillales; Aero 


Strept 


219856877 
2870477 28720 


219856876 
2872057 28735 


219856875 
ba 
219856874 
6S ribosomal RNA, partial sequence 2875223 28767 
Bacillales; 


419664 Bacteria_16S 
IFO15715 16S ribo 


219856870 
2881499 28830 


19856831 


219856830 
2939058 29405 


219856827 
Actinomycetales; 
219846938 


Actinomycetales; 


219846890 


219846852 


ref|NR_024696.1 


ref |NR_024695.1 


ref|NR_024694.1 
equence 2873633 287517 
cillus. 


ref|NR_024693.1 


ref|NR_024689.1 


ref |NR_024650.1 
sequence 2937540 293900 
Actinomycetales; Pseudon 
ref|NR_024649.1 
nocardineae; Actinosynne 
ref |NR_024646.1 


2943614 294507 
Frankine 


equence 


ref|NR_026530.1 


nce 2976976 297845 


ence 2980041 298152 


1 sequence 3027026 302853 
idiales; Peptococcaceae; 
ref |NR_026482.1 
quence 3046902 304840 
coccaceae; Facklamia. 
ref|NR_026444.1 
3104098 3105578 Strept 
omycineae; Streptomyceta 


la 


Se 


219846828 
3140051 3141558 Gemella bergeri Bacte 


219846827 
3141609 31431 


219846819 


ref|NR_026420.1 


ref|NR_026419.1 


dis; Gemella. 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Sporichthya 

9 Sporichthya 

ae; Sporichthyaceae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces 
6 Streptomyces 


tomycineae; 


Anoxybacillus 
6 Anoxybacillus 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Modestobacter 
4 Modestobacter 
neae; 


Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Facklamia 

3 Facklamia 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


ref|NR_026411.1 


Desulfosporosinus 


orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


419664 Bacteria 
strain DSM 8715 


Firmicutes; 


419664 Bacteria_16S 
DSM 6307 16S ribosomal RNA, 
Bacillaceae; 
419664 Bacteria_16S 
strain 3015 16S r 


Bacillales; 


Mycobacterium. 


419664 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae; 
419664 Bacteria_16S 
sporothermodurans 
sporothermodurans 
419664 Bacteria_16S 


brockii subsp. 


419664 Bacteria_16S 
strain ATCC 70062 
Lacto 
419664 Bacteria_16S 
strain DSM 5351 16S ribosomal RNA, 
Bacillales; 
419664 Bacteria_16S 
aotearoense strai 
aotearoense Bacteria; 
Incertae Sedis; 
419664 Bacteria_16S 
coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 
419664 Bacteria_16S 
tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 
419664 Bacteria_16S 
strain DSM 2062 1 


Bacillales; 
419664 Bacteria 
strain DSM 8716 


3181039 3181068 46 


3303942 3303971 46 


Salinicoccus. 
3323628 3323657 46 


Firmicutes; 
Thermoanaerobacterium. 
3349428 3349472 31 


3355582 3355639 43 


Brachybacterium. 
3395107 3395140 42 


3485441 3485494 47 


3503532 3503565 42 


3537047 3537076 46 


Bacillaceae; 


16S 3538603 3538632 46 


Bacillaceae; 


Bacillus. 
3625156 3625209 47 


3637449 3637502 47 


3640542 3640575 42 


Streptomyces. 
3723951 3723980 46 


3883805 3883834 46 


3903737 3903770 42 


4012551 4012584 42 


4039889 4039942 47 


Mycobacterium. 
4063931 4063984 47 


8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 


n JW/SL-NZ613 16S ribosomal RNA, partial 
Clostridia; 


3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


rain CNRZ 926 16S ribosomal RNA, 
cteria; Actinobacteria; Actinobacteridae; 


Bacillus. 


complete sequence 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
419664 Bacteria_16S 
strain ATCC 43910 
Bacteria; Actinob 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


strain M215 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bacillaceae; 
i| 219846307 
finnii strain AKo-1 16S ribosomal RNA, partial sequence 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
419664 Bacteria_16S 
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Thermoanaerobacteraceae; 


ribosomal RNA, partial sequence 
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419664 Bacteria_16S 
cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 
419664 Bacteria_16S 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


75 gi 


Facklamia. 


75 gi 


75 gi 


75 gi 
99 


gi 


75 gi 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
419664 Bacteria_16S 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
419664 Bacteria_16S 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 35370 
Bacillales; 
419664 Bacteria 
strain DSM 8722 


99 gi| 219846586 |ref|NR_026178.1 
Streptomycineae; Streptomyceta 
75 gi|219846574|ref|NR_026166.1 


75 gi 


75 gi 
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Bacillales; Bacillaceae; Bacillus. 
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75 gi 
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75 gi 
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419664 Bacteria_16S 
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219846215 
4011119 40125 
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04 Salinicoccus roseus Bacteria; 
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Micromonospora 
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Micromonosporaceae; 
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ycobacteriaceae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Bacillus 
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Mycobacterium 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


419664 Bacteria_16S 4086820 4086849 43 72 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

419664 Bacteria_16S 4112302 4112371 31 99 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
419664 Bacteria_16S 4121410 4121443 42 75 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
419664 Bacteria_16S 4127518 4127551 42 75 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
419664 Bacteria_16S 4132051 4132080 46 75 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

419664 Bacteria_16S 4133623 4133652 46 75 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

419664 Bacteria_16S 4136638 4136683 55 99 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
419664 Bacteria_16S 4138204 4138249 55 99 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

419664 Bacteria_16S 4141336 4141381 55 99 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

419664 Bacteria_16S 4142900 4142945 55 99 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

419664 Bacteria_16S 4144466 4144511 55 99 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

419664 Bacteria_16S 4146033 4146078 55 99 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
419664 Bacteria_16S 4150718 4150763 55 99 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

419664 Bacteria_16S 4153712 4153757 55 99 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

419664 Bacteria_16S 4156843 4156888 55 99 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

419664 Bacteria_16S 4159974 4160019 55 99 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

419664 Bacteria_16S 4161540 4161585 55 99 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
419664 Bacteria_16S 4172185 4172214 46 75 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

419664 Bacteria_16S 4173713 4173742 46 75 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

419664 Bacteria_16S 4202486 4202519 42 75 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

419664 Bacteria_16S 4203984 4204017 42 75 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
419664 Bacteria_16S 4205531 4205564 42 75 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

419664 Bacteria_16S 4210069 4210098 46 75 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 


Bacteria; Firmicu 


tes; Bacillales; Bacillaceae; Lentibac 


illus. 


419664 Bacteria_16S 4219234 4219287 47 99 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

419664 Bacteria_16S 4222360 4222389 46 75 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

419664 Bacteria_16S 4243385 4243414 46 75 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

419664 Bacteria_16S 104401 104429 47 75 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

419664 Bacteria_16S 334665 334693 47 75 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

419664 Bacteria_16S 339333 339393 40 99 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
419664 Bacteria_16S 429041 429069 47 15 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

419664 Bacteria_16S 479528 479556 47 75 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

419664 Bacteria_16S 481075 481103 47 75 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

419664 Bacteria_16S 581783 581811 47 75 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

419664 Bacteria_16S 633270 633334 11 75 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
strain Z 4493 16S ribosomal RNA, partial sequence 631874 633351 Acetobacterium tundrae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

419664 Bacteria_16S 634843 634871 47 75 gi| 265678628 |ref|NR_028933.1| Fusobacterium equinum 
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obacteriales; Fusobacteriaceae; Fusobacterium. 
669668 669696 47 75 gi| 265678603 
ain M430/94/2 16S ribosomal RNA, partial sequenc 


265678528 


265678505 


265678471 
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419664 Bacteria_16S 


ferrooxidans DSM 


DSM 10331 Bacteri 
Acidimicrobiaceae; 


419664 Bacteria_16S 
frederiksbergense 
rederiksbergense 


10331 


419664 Bacteria_16S 


paranensis strain 
paranensis Bacter 


Streptomycetaceae; 


419664 Bacteria_16S 


terrestris strain 
terrestris Bacter 


Streptomycetaceae; 


419664 Bacteria_16S 


atypicum strain R 


Bacteria; Actinob 
Corynebacterium. 


419664 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


419664 Bacteria_16S 


strain DSM 44222 


419664 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


cardiffensis stra 
cardiffensis Bact 


Actinomycetaceae; 


strain SPR2 16S r 
4 

saxobsidens strai 
saxobsidens Bacte 
B 
4 


lastococcus. 


strain Kb2 16S ri 


19664 Bacteria_16S 


419664 Bacteria_16S 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


419664 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


419664 Bacteria_16S 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 


ribosomal RNA, 


1236292 1236320 47 


1300798 1300842 31 


1317673 1317705 43 


bosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


1331470 1331530 40 


1351430 1351458 47 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


1361896 1361924 47 
16S ribosomal RNA, 


1556993 1557021 47 


1558487 1558515 47 


1710755 1710783 47 


1727428 1727456 47 


1728966 1728994 47 


1732016 1732044 47 


1736584 1736612 47 


1739630 1739658 47 


1759569 1759597 47 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
19664 Bacteria_16S 


1789472 1789500 47 


1810948 1810976 47 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


1849201 1849229 47 


1859663 1859691 47 


1877954 1877986 40 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
419664 Bacteria_16S 


75 gi 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 
419664 Bacteria_16S 
strain LM 161 16S 


219878254 


artial sequence 
ridae; Actinomycetales; Corynebacterineae; 


ref |NR_025393.1| Mycobacterium 


1234868 1236341 Mycobacterium 


75 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
1299363 1300872 Kribbella koreensis Bacteria; 
ionibacterineae; Nocardioidaceae; Kribbella. 
75 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
1316224 1317707 Tropheryma whipplei str. Twist 


99 gi 


subsp. porcinum strain P3-14 16S ribosomal RNA, 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriaceae; Bifidobacterium. 


75 gi 


75 gi 


complete sequence 13604 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 


75 gi 


HKI 0190 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


75 gi 


HKI 0186 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


75 gi 


2070 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


75 gi 


DSM 44223 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


75 gi 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


75 gi 


n DSM 44221 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
419664 Bacteria_16S 
ain R10176 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Actinomyces. 
419664 Bacteria_16S 
in CCUG 44997 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Actinomyces. 
419664 Bacteria_16S 


75 gi 


75 gi 


75 gi 


75 gi 


n BC448 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


75 gi 


75 gi 


n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 


75 gi 


in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 


72 gi 


1349993 13514 


1758120 17596 


1809512 18109 


219846082 


228720546 


228719712 


219846194 


219846193 


219878401 
17093 


219878390 


219878389 


219878387 
Actinomyc 


219878384 
sequence 


219878382 
sequenc 
Actinomy 


219878366 


219878343 
Actinomyc 
219878329 


nebacterin 
219878303 
1 sequence 
Actinomyc 


219878295 
al sequenc 
; Actinomy 


Micrococcineae; 


Corynebacterineae; 


idimicrobiales; 


Actinomycetales; 


Actinomycetales; 


Tropheryma. 
ref|NR_025672.1| Bifidobacterium 
complete sequence 1330013 1331535 


ref|NR_027594.1| Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 
Gordoniaceae; Gordonia. 
ref|NR_027584.1| Acidimicrobium 

61 1361925 Acidimicrobium ferrooxidans 
Acidimicrobineae; 


ref|NR_025784.1| Kitasatospora 
1555586 1557031 Kitasatospora 
Streptomycineae; 


ref|NR_025783.1| Kitasatospora 
1557082 1558525 Kitasatospora 
Streptomycineae; 


ref|NR_025540.1| Corynebacterium 
12 1710793 Corynebacterium atypicum 


Corynebacterineae; Corynebacteriaceae; 


ref|NR_025529.1| Mycobacterium 
1725987 1727471 Mycobacterium 
ales; Corynebacterineae; 


ref|NR_025528.1| Mycobacterium pulveris 
13 Mycobacterium pulveris Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref |NR_025526.1| Mycobacterium 

1730570 1732062 Mycobacterium 
etales; Corynebacterineae; 


ref 


ref 


ceta 


ref 


eae; 
ref 


etal 


ref 


eae; 
ref 


etal 


ref 


ceta 


219878283 


1735130 173662 
Actinomycet 


e 1738160 173968 


1788037 178951 
es; 


e 1858220 185970 


NR_025523.1 
ales; 
NR_025521.1 
les; 


NR_025505.1 


NR_025482.1 


NR_025468.1 


NR_025442.1 


NR_025434.1 


les; 


ref 


NR_025422.1 


Actinomyces 


2 Actinomyces 
Actinomycineae; 


Actinomyces 


1 Actinomyces 
Actinomycineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Blastococcus 


9 Blastococcus 
Frankineae; Geodermatophilaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
Gordoniaceae; 


Gordonia. 
Arcanobacterium 


1847763 1849248 Arcanobacterium 


es; Actinomycineae; 


Corynebacterium 


1 Corynebacterium 
Corynebacterineae; 


Nocardiopsis 


1876505 1878009 Nocardiopsis 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


simulans strain U 
Bacteria; Actinob 
Corynebacterium. 


strain ATCC 19422 
Bacteria; Actinob 


Mycobacterium; My 
419664 Bacteria_16S 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


strain FI-13295 1 


4 
strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
419664 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


putrefaciens Bact 


strain DNP505 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
419664 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


strain ILE-3 16S 
Synergistetes; Sy 


frigidicarnis str 
frigidicarnis Bac 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
419664 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
419664 Bacteria_16S 


strain IFO 16068 


4 
strain 10.268-1 1 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


strain IFO 15059 
4 


strain DS1 16S ri 
Firmicutes; Clost 


419664 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 

4 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 
putrefaciens stra 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


Nocardiopsis. 

2037713 2037741 47 75 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


2135485 2135513 47 75 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 

cobacterium tuberculosis complex. 
2306971 2306999 47 75 gi 
in ATCC BAA-173 16S ribosomal RNA, compl 
eria; Actinobacteria; Actinobacteridae 
Tsukamurella. 

2328246 2328274 47 


al 


’ 


75 gi 
ne 
2384174 2384202 47 75 gi 
92 16S ribosomal RNA, partial sequence 
ne 
2422461 2422489 47 75 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 

2464671 2464699 47 75 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2497738 2497766 47 75 gi 
ribosomal RNA, partial sequence 


ae 


s 
ia 


2531180 2531208 47 75 gi 
ridia; Clostridiales; Clostridiaceae; 
2561046 2561114 32 99 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
2570213 2570241 47 75 gi 
ain SPL77A 16S ribosomal RNA, partial 

teria; Firmicutes; Clostridia; Clostri 
2640948 2640976 47 75 gi 
16S ribosomal RNA, partial sequence 


ae 


se 
di 


ne 
2660650 2660694 31 75 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
2834902 2834930 47 75 gi 
1 16S ribosomal RNA, partial sequence 
ne 
2955609 2955637 47 75 gi 
ne 


2986064 2986092 47 75 gi 
ne 
2987588 2987616 47 75 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
dococcus. 


2989115 2989143 47 


ar 
da 
75 gi 
ne 
3036130 3036158 47 75 
bosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 

3149077 3149105 47 75 gi 
51 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


cl 


al 


eq 


e 
es; 


es; 


’ 


, 


es; 


e; 


es; 


3176546 3176574 47 75 gi 


219878170 


20362 


Cory 


219857645 


21340 


Cory 


219857525 
ete sequ 
Actinomy 


219857511 
6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
19664 Bacteria_16S 


bacterin 
219857471 


23827 


bacterin 
219857445 
uence 

Actino: 


219857407 
equence 
les; 
219857385 
2496307 24977 
nebacterin 
219857357 
16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiu 
219857337 
2559665 25611 
Aminob 
219857288 
quence 
ales; 

219857231 


el 


26395 


bacterin 
219857217 


26592 


Prop 


219856901 


28334 


bacterin 
219856820 
16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
19664 Bacteria_16S 


bacterin 
219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
419664 Bacteria_16S 


bacterin 
219846932 
tial seq 


Actin 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
19664 Bacteria_16S 


bacterin 
219846899 
3034695 30361 
ostridiu 
219846823 


31476 
Cory 


219846804 


mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


Clo 


Strepto 


ref |NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; M 


ref 
ence 
ceta 


NR_025113.1 
230551 

les; Coryneb 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025033.1 
2421026 242250 
mycetales; Coryn 


ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref |NR_024973.1 


Nocardiacea 
NR_024945.1 


eae; 
ref 


m. 
ref|NR_024925.1 
acterium. 
ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref|NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 
ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref |NR_024639.1 


Gordoniacea 
NR_026525.1 


eae; 
ref 


Nocardiacea 
NR_026524.1 
e 298615 
etales; Cory 


eae; 
ref 

uenc 
omyc 


ref |NR_026523.1 


Gordoniacea 
NR_026491.1 


eae; 
ref 


m. 
ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


sporangineae; 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


cterium microti 
ycobacteriaceae; 
Tsukamurella 


acterineae; 


doricum Bacteria; 


e; Nocardia. 

Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Clostridium 
2 Clostridium 
stridium. 


e; Rhodococcus. 


Clostridium 
8 Clostridium 
ostridium. 


lla sandramycini 
Nocardioidaceae; 


Nocardia vinacea 


e; Nocardia. 


e; Gordonia. 


e; Nocardia. 


Rhodococcus 


nebacterineae; 


e; Skermania. 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


ref|NR_026396.1 
3175122 317658 


Corynebacterium 
0 Corynebacterium 


Mycobacterium microti 


7 2307028 Tsukamurella 


Mycobacterium doricum 


aceae; Mycobacterium. 
Nocardia abscessus 
ia abscessus Bacteria; 


Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 


Clostridium gasigenes 
15 Clostridium gasigenes Bacteria; 


Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 


Mycobacterium alvei 

cterium alvei Bacteria; 

aceae; Mycobacterium. 
Kribbella sandramycini 


ia vinacea Bacteria; 


Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 


Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 
6 2987629 Rhodococcus 
Skermania piniformis 
56 Skermania piniformis Bacteria; 


Clostridium disporicum 
66 Clostridium disporicum Bacteria; 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 
4 
lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


lipolytica strain 
Bacteria; Firmicu 
4 
DSM 10228 16S rib 
Firmicutes; Clost 


strain DSM 3662 1 
Firmicutes; Clost 
4 
strain DSM 8239 1 
irmicutes; Clost 


F 
4 
paludosum strain 
paludosum Bacteri 
4 
strain DSM 44140 


Actinobacteria; A 


strain DSM 44183 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


austroafricanum s 
austroafricanum B 
ycobacteriaceae; 


419664 Bacteria_16S 


419664 Bacteria_16S 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 


19664 Bacteria_16S 
train DSM 44291 16S ribosomal RNA, par 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


3206963 3206991 47 75 gi 


3208481 3208509 47 75 gi 


e; Corynebacterium. 


3214460 3214488 47 75 gi 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3215982 3216010 47 


75 gi 


3235709 3235737 44 72 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3265860 3265888 47 75 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3274921 3274985 11 75 gi 


ridia; Clostridiales; Eubacteriaceae; 
3276430 3276494 11 45 gi 
ridia; Clostridiales; Eubacteriaceae; 
3279458 3279522 11 75 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3322111 3322139 47 75 gi 


ctinobacteridae; Actinomycetales; Cory 
3337275 3337303 47 75 gi 


3338785 3338813 47 75 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3340297 3340325 47 75 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 


M 
4 
halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 

4 
strain DSM 7083 1 
Actinobacteria; A 
4 
nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


419664 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


419664 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


419664 Bacteria_16S 


strain DSM 43205 
Actinobacteria; A 


419664 Bacteria_16S 


strain DSM43338 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


3347902 3347946 31 75 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
3357144 3357200 44 99 gi 
ctinobacteridae; Actinomycetales; Micr 
3358708 3358764 44 99 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3360270 3360326 44 99 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3381582 3381610 47 75 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
3473355 3473383 47 75 gi 


ctinobacteridae; Actinomycetales; Cory 
3474890 3474918 47 75 gi 
16S ribosomal RNA, complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


419664 Bacteria_16S 


3476413 3476441 47 75 gi 


S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


219846784 
ce 32055 
ales; 
219846783 
ia 
e; 


219846778 
ti 
dae; 
219846777 
32145 
ales; 
219846764 
ence 32342 
phomonadac 
219846744 


3264433 32658 
ostridiu 


cl 
219846738 


6S ribosomal RNA, partial sequence 3273522 32749 
bacteriu 


Eu 
219846737 


6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 


Ac 
219846735 
quence 
es; 
219846705 


16S ribosomal RNA, partial sequence 3320684 33221 
bacterin 


ne 
219846694 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
419664 Bacteria_16S 


ne 
219846693 
al sequenc 
e; 


219846692 
rt 
dae; Actin 
219846686 
ce 33464 
ales; Micr 


219846679 


6S ribosomal RNA, partial sequence 3355696 33572 


ococcineae 
219846678 
1 sequence 
e; 


219846677 
sequence 
Actinomy 


, 


219846662 
33801 
ales; Cory 
219846594 


16S ribosomal RNA, partial sequence 3471913 34733 


nebacterin 
219846593 
34734 
nebacterin 
219846592 


Cory 


1 sequen 
Actinomycet 


al seque 


Actin 


Cory 


Eubact 


bacterin 


Actinomycet 


ial sequ 


Actinomycet 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


ref |NR_026375.1 
ce 3207052 320851 
ales; Coryne 


ref 
nce 
omyc 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


NR_026370.1 
321302 
etales; Cory 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


ref |NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


ref|NR_026356.1 

98 3235755 Thermo 

eae; Thermosyntropha. 

ref |NR_026336.1| Clostridium vincentii 

96 Clostridium vincentii Bacteria; 

m. 

ref|NR_026330.1| Eubacterium callanderi 

95 Eubacterium callanderi Bacteria; 

m. 

ref|NR_026329.1| Acetobacterium bakii 

04 Acetobacterium bakii Bacteria; 

rium. 

ref |NR_026327.1 
3278074 327953 

eriaceae; Acetobacterium. 

ref|NR_026297.1| Gordonia hirsuta 

44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 

ref|NR_026286.1| Mycobacterium hodleri 

03 Mycobacterium hodleri Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 

ref|NR_026285.1| Mycobacterium 

e 3337354 3338813 Mycobacterium 

ales; Corynebacterineae; 


Thermosyntropha 
syntropha lipolytica 


Acetobacterium 
2 Acetobacterium 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


ref |NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026271.1| Dermabacter hominis 
06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 
ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 
ales; Micrococcineae; 


NR_026269.1 
3358821 336033 
cetales; Microco 


Brachybacterium 
2 Brachybacterium 
ccineae; 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_026186.1| Rhodococcus opacus 

93 Rhodococcus opacus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026185.1] Rhodococcus ruber 

44 3474924 Rhodococcus ruber Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_026184.1| Rhodococcus globerulus 


Gordonia hydrophobica 
ia hydrophobica 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 3476447 Rhodococcus globerulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


419664 Bacteria_ 


marinonascens str 
marinonascens Bac 
Rho 


Nocardiaceae; 
419664 Bacteria_ 


acetireducens str 
acetireducens Bac 


16S 3477939 3477967 47 75 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

16S 3483874 3483919 45 89 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


219846591 
al sequenc 
e; 


219846587 
al sequenc 
diales; Cl 


Actinomycet 


4 


19664 Bacteria_16S 


3493168 3493196 47 


75 


gi|219846581 


ref|/NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref |NR_026173.1 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


Clostridium 
2 Clostridium 
ostridium. 


Mycobacterium 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 
419664 Bacteria_ 


strain DSM 6736 1 
Clost 
419664 Bacteria_16S 


Firmicutes; 


strain DSM 8720 1 
Firmicutes; 


Actinomycetaceae; 
4 
strain ATCC 35799 


Bacil 
419664 Bacteria_16S 
hyovaginalis stra 
hyovaginalis Bact 


19664 Bacteria_16S 


ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 
16S 3529455 3529483 47 75 gi|2 
6S ribosomal RNA, partial sequence 3528 
ridia; Clostridiales; Clostridiaceae; 
3541744 3541772 44 72 gi 
6S ribosomal RNA, 


2 


lales; Bacillaceae; Bacillus. 
3602907 3602935 47 75 gi|2 
in BM 1192/5 16S ribosomal RNA, partial 
, 


eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3626701 3626729 47 
16S ribosomal RNA, 


15 gi|2 


complete sequence 


se 
id 


El 


complete sequence 3540266 35417 


quence 
ae; Acti 


19846557 
019 35294 


19846549 
19846505 
sequence 


Actinomy 


19846488 
36252 


ostridium. 


3491744 349320 
nomycetales; Cor 


9 Mycobacterium 
ynebacterineae; 


ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


ref|NR_026097.1| Actinomyces 
3601450 3602945 Actinomyces 
cetales; Actinomycineae; 


ref|NR_026080.1 
68 3626729 Mycoba 


Mycobacterium szulgai 
cterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

419664 Bacteria_16S 3722388 3722416 47 75 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

419664 Bacteria_16S 3897801 3897829 47 75 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

419664 Bacteria_16S 4110745 4110805 40 99 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 


strain HD9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
419664 Bacteria_16S 


strain W4937 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
419664 Bacteria_16S 


thermobenzoicum s 


Clostridiales; 


Bacteria; 


Bacteria; 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


419664 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


419664 Bacteria_16S 


strain KS 0043 16 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
419664 Bacteria_16S 336206 336261 45 99 gi| 265678834 
subtile strain F395 16S ribosomal RNA, partial sequence 33475 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bi 
419664 Bacteria_16S 390344 390419 25 99 gi| 265678795 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Promicromonosporaceae; Myceligenerans. 

419664 Bacteria_16S 407312 407387 25 99 gi| 265678784 


strain XILO8 16S 


bosomal RNA, partial sequence 
Prop 
4116766 4116794 47 75 gi 
ribosomal RNA, partial sequence 


2 


Cory 
4231339 4231399 10 70 gi 
ubsp. thermosyntrophicum strain TPO 16 


2 
s 


ptococcaceae; Desulfotomaculum. 
4234393 4234421 47 75 
ibosomal RNA, partial sequence 


gi|2 


24130 24157 48 75 gi 
in 265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
65056 65111 45 99 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
102879 102922 29 72 gi 
strain L420-91 16S ribosomal RNA, part 
Bacteria; Firmicutes; Bacillales; Paen 


275191 275230 33 72 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
308660 308715 45 99 gi 
S ribosomal RNA, 


gi 


ribosomal RNA, complete sequence 


4109294 41108 
io 


4115405 41168 
ne 


4232932 42344 
nebacterin 
265679048 
ence 22677 
idiaceae; 

265679021 
ence 63592 
riales; 
265678995 
ial sequen 
ibacillace 


265678877 
273748 27524 


265678855 
complete sequence 307188 30872 


nibacter 
19846140 


bacterin 
19846048 
ribosoma 


19846046 


Ox 


10 Kribbella jejuensis Bacteria; 

ineae; Nocardioidaceae; Kribbella. 
ref|NR_025730.1| Rhodococcus gordoniae 
07 Rhodococcus gordoniae Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_025638.1| Desulfotomaculum 

1 RNA, partial sequence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 
Pe 
419664 Bacteria_16S 
strain M175 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
419664 Bacteria_16S 
orbiscindens stra 
Firmicu 
419664 Bacteria_16S 
seropedicae strai 
Proteob 
419664 Bacteria_16S 


ref |NR_025636.1 
22 Mycobacterium 
eae; Mycobacteri 
ref|NR_029356.1 

24226 Clostr 
Clostridium. 
ref |NR_029329.1 

65117 Herbas 
alobacteraceae; 
ref |NR_029303.1 
ce 101441 102925 
ae; Aneurinibaci 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Clostridium 
idium orbiscindens 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Aneurinibacillus 
Aneurinibacillus 
llus group; 


ref |NR_029183.1| Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029161.1| Comamonas testosteroni 
3  Comamonas testosteroni Bacteria; 
ae; Comamonas. 
ref|NR_029139.1| Bifidobacterium 
5 336267 Bifidobacterium subtile 
fidobacteriaceae; Bifidobacterium. 
ref|NR_029100.1| Myceligenerans 

388894 390431 Myceligenerans 
etales; Micrococcineae; 
ref|NR_029089.1| Xylanibacterium ulmi 


405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanibacterium. 


419664 Bacteria_16S 485664 485735 29 99 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

419664 Bacteria_16S 501191 501246 45 99 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

419664 Bacteria_16S 502780 502807 46 73 gi|265678717|ref|NR_029022.1| Bacillus indicus 


strain Sd/3 16S r 


ibosomal RNA, partial sequence 


501307 50281 


1 Bacillus indicus Bacteria; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Selenomonas infelix 
monas infelix Bacteria; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


ty 
Gluconacetobacter 
Gluconacetobacter 

tobacteraceae; 


Prochlorococcus 
878614 880078 


Geobacillus 
Geobacillus 


Spirochaeta 
haeta smaragdinae DSM 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Parasporobacterium 
orobacterium paucivorans 
ium. 

Jeotgalicoccus 
6 Jeotgalicoccus 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Brachybacterium 
bacterium faecium DSM 


Dermabacteraceae; 


Leptotrichia shahii 


31 Leptotrichia shahii Bacteria; 


Leptotrichia hofstadii 


hofstadii Bacteria; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Brachybacterium 

3 Brachybacterium 
ae; Dermabacteraceae; 
Brachybacterium 

4 Brachybacterium 

neae; Dermabacteraceae; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 
419664 Bacteria_16S 534696 534751 45 99 gi|265678696|ref|NR_029001.1 
strain K11 16S ribosomal RNA, partial sequence 533233 53475 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 
419664 Bacteria_16S 782794 782869 25 99 gi|265678524|ref|NR_028828.1 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Promicromonosporaceae; Xylanimonas. 
419664 Bacteria_16S 828688 828719 44 75 gi| 265678494 |ref|NR_028797.1 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Seleno: 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
419664 Bacteria_16S 860564 860595 44 75 gi|265678472|ref|NR_028775.1 
strain K1 16S ribosomal RNA, partial sequence 859076 86059 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacte 
419664 Bacteria_16S 872723 872758 50 84 gi|265678464|ref|NR_028767.1 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Gluconacetobacter. 
419664 Bacteria_16S 880001 880072 29 99 gi| 265678459 |ref|NR_028762.1 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 
Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 
Prochlorococcaceae; Prochlorococcus. 
419664 Bacteria_16S 958740 958767 45 72 gi| 265678406 |ref|NR_028708.1 
caldoxylosilyticus strain $1812 16S ribosomal RNA, partial sequence 957258 958773 
caldoxylosilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
419664 Bacteria_16S 1169699 1169770 29 99 gi| 228719827 |ref|NR_027585.1 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spiroc 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 
419664 Bacteria_16S 1183397 1183424 48 75 gi|228717350|ref|NR_027562.1 
stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 1181973 118343 
stercorihominis DSM 17244 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubact 
419664 Bacteria_16S 1237837 1237868 44 75 gi|219878251|ref|NR_025390.1 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasp 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacter 
419664 Bacteria_16S 1287356 1287383 48 75 gi|219846053|ref|NR_025643.1 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 128739 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 
419664 Bacteria_16S 1345298 1345325 44 71 gi|228721038|ref|NR_027601.1 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geoder 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Ge 
Geodermatophilus. 
419664 Bacteria_16S 1346822 1346853 44 75 gi|228720938|ref|NR_027599.1 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachy 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brachybacterium. 
419664 Bacteria_16S 1567388 1567415 45 72 gi|219846058|ref|NR_025648.1 
strain LB37 16S ribosomal RNA, partial sequence 1565947 15674 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
419664 Bacteria_16S 1568924 1568951 45 72 gi| 219846057 |ref|NR_025647.1 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
419664 Bacteria_16S 1693874 1693901 48 75 gi|219878412|ref|NR_025551.1 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 169391 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Des 
419664 Bacteria_16S 1761032 1761063 44 75 gi| 219878365 |ref|NR_025504.1 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 176107 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcine 
Brachybacterium. 
419664 Bacteria_16S 1762553 1762584 44 75 gi|219878364|ref|NR_025503.1 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 176259 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Brachybacterium. 
419664 Bacteria_16S 1830787 1830842 45 99 gi|219878316|ref|NR_025455.1 


limicola strain G 


olChil 16S ribosomal RNA, 


complete sequence 


1829317 183084 


Propionivibrio 
7 Propionivibrio 


limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 


419664 Bacteria_16S 
n 

n 
419664 Bacteria_16S 
phenolica strain 


Bacteria; 
419664 Bacteria_16S 


anilini strain Anil 16S ribosomal RNA, partial sequence 


Bacteria; 
419664 Bacteria_16S 


haemolyticum strain CIP 103370 16S ribosomal RNA, partial 


haemolyticum DSM 
Actinomycetaceae; 
419664 Bacteria_16S 
strain LMG 12370 
irmicutes; 


19664 Bacteria_16S 


19664 Bacteria_16S 


1937237 1937292 45 
Proteobacteria; 
1976695 1976722 48 


1979818 1979845 48 


1981348 1981375 48 


2039268 2039297 46 


2138533 2138564 57 


2158101 2158136 40 


99 


Betaproteobacteria; 


75 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


75 


75 


15 


87 


F 

4 

salipaludis strain SM-1 16S ribosomal RNA, partial sequence 21370 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 

4 


75 


gi| 219878237 


itrativorans strain 23310 16S ribosomal RNA, partial sequence 
itrativorans Bacteria; 


219878211 
19752 


gi 


219878209 
19783 


gi 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi|219878208 


20595 Bacteria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 


gi|219878169 


16S ribosomal RNA, partial sequence 2037802 20393 
Bacillales; Bacillaceae; Virgibacillus. 


gi|219857643 


gi| 219857630 


strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 
419664 Bacteria_16S 


2279857 2279896 33 


72 


strain 105 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


419664 Bacteria_16S 


2282879 2282918 33 


72 


Streptosporangineae; 


gi| 219857547 
2278443 22799 


gi] 219857545 


phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 


phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


419664 Bacteria_16S 
strain KCTC 3666 
Firmicutes; 
419664 Bacteria_16S 


2451133 2451176 29 


2479705 2479744 33 


72 


72 


strain 383 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


419664 Bacteria_16S 
419664 Bacteria_16S 
strain DC333 16S 


419664 Bacteria_16S 
strain B1/T1 16S 


419664 Bacteria_16S 


2481214 2481253 33 


2482724 2482763 33 


2484235 2484274 33 


2485747 2485786 33 


72 


strain H/T1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


72 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


72 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


72 


strain TB 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


419664 Bacteria_16S 


2487266 2487305 33 


72 


strain PG13 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


419664 Bacteria_16S 


strain CH20247 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


419664 Bacteria_16S 


strain M432/72 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


419664 Bacteria_16S 


2488779 2488818 33 


2490292 2490331 33 


2491803 2491842 33 


72 


72 


72 


strain 1219 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


419664 Bacteria_16S 


2610242 2610289 25 


72 


gi|219857419 


16S ribosomal RNA, partial sequence 2449732 24511 
Bacillales; Thermoactinomycetaceae; Laceyella. 


gi|219857397 
2478295 24797 


gi| 219857396 
2479798 24812 


gi| 219857395 
2481316 24827 


gi] 219857394 
2482825 24842 


gi| 219857393 
2484337 24857 


gi| 219857392 
2485849 24873 


gi| 219857391 
2487368 24888 


gi| 219857390 
2488881 24903 


gi| 219857389 
2490394 24918 


gi| 219857259 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 


thermoflava Bacteria; Actinobacteria; Actinobacteridae; 
seudonocardiaceae; Amycolatopsis. 


19664 Bacteria_16S 


iaphorobacter. 
19664 Bacteria_16S 
strain IAM 12409 


itroreducens Bacteria; 


2750395 2750450 45 
Proteobacteria; 


2848655 2848710 45 


99 


P 

4 

nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
n Betaproteobacteria; 
D 

4 


99 


Actinomyc 
gi|219857154 
Burkh 


gi| 219856892 


16S ribosomal RNA, partial sequence 2847193 28487 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


419664 Bacteria_16S 


2878280 2878307 48 


75 


gi|219856873 


halophilum strain DSM4771 16S ribosomal RNA, partial sequence 


halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; 


Salimic 


Burkholderiales; 


sequence 1979903 198138 
Actinomycetales; Actinomycineae; 


ref|NR_025376.1 
1935800 193729 


ref |NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025347.1 


ref|NR_025308.1 
07 Virgibacillus 


ref |NR_025232.1 


ref |NR_025219.1 


ref|NR_025135.1 


ref |NR_025133.1 
2281465 228293 


ref|NR_025007.1 


ref|NR_024985.1 
ref 


NR_024984.1 


ref|NR_024983.1 


ref|NR_024982.1 


ref|NR_024981.1 


ref|NR_024980.1 


ref |NR_024979.1 


ref |NR_024978.1 


ref|NR_024977.1 


ref|NR_024890.1 
2608828 261032 
etales; Pseudono 


ref |NR_024782.1 

2748935 275045 
olderiales; Coma 
ref|NR_024711.1 


ae; Delftia. 


Comamonadaceae; 


Comamonas 

7 Comamonas 

Comamonas. 
Desulfobacula 

obacula phenolica 

eae; Desulfobacula. 
Desulfobacterium 

obacterium anilini 

eae; Desulfobacterium. 
Arcanobacterium 

5 Arcanobacterium 


Virgibacillus proomii 
proomii Bacteria; 


Microbulbifer 


73 2138564 Microbulbifer salipaludis 
Alteromonadaceae; 


Microbulbifer. 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
Nocardiopsaceae; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Laceyella putida 


92 Laceyella putida Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Diaphorobacter 
5 Diaphorobacter 


monadaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


ref |NR_024692.1 
2876799 287831 
robium. 


Salimicrobium 
5 Salimicrobium 


strain BSB411 16S 
Proteobacteria; B 


strain DSM 10020 
Firmicutes; Clost 


strain Feox-1 16S 
Proteobacteria; B 


fimetarium strain 
fimetarium Bacter 


strain DSM 4132 1 
irmicutes; Clost 


F 
4 
carbinolicum stra 
carbinolicum Bact 
4 
w. 


ieringae strain 
wieringae Bacteri 


strain DSM 1030 1 
Firmicutes; Clost 


4 
halophilus strain 
halophilus Bacter 
4 
strain M17C 16S r 


strain DSM 6836 1 
Firmicutes; Clost 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


strain Anox B 16S 
Proteobacteria; B 


strain GIH 16S ri 
Tenericutes; Moll 


strain VIS 16S ri 
Tenericutes; Moll 


strain UIA 16S ri 
Tenericutes; Moll 


strain A089 16S r 
Proteobacteria; G 


419664 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


strain PG51 16S r 
Tenericutes; Moll 


alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
419664 Bacteria_16S 


strain CLN-1 16S 
roteobacteria; B 


ampyridicola str 
ampyridicola Bac 


BEE BD 


strain ATCC 29799 
Bacteria; Bactero 


419664 Bacteria_16S 
ribosomal RNA, 


ribosomal RNA, 


419664 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridiales; 


419664 Bacteria_16S 


ridia; 
19664 Bacteria_16S 


19664 Bacteria_16S 
DSM 1911 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridiales; 


419664 Bacteria_16S 


ridia; 
19664 Bacteria_16S 

DSM 20408 16S ribosomal RNA, partial 
Firmicutes; Bacillales; 


19664 Bacteria_16S 


ridia; 
419664 Bacteria_16S 

16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycetales; 


419664 Bacteria_16S 


19664 Bacteria_16S 
ain PUP-1 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; 
19664 Bacteria_16S 


idetes; 


419664 Bacteria_16S 


3014956 3015011 45 


3232615 3232646 44 


Clostridiales; 
3270335 3270390 45 


3277986 3278013 48 


3281014 3281041 48 


Clostridiales; 
3282533 3282560 48 


Firmicutes; 
3284057 3284084 48 


3285582 3285609 48 
Clostridiales; 


3361839 3361882 29 


3378510 3378541 44 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
419664 Bacteria_16S 


3447346 3447373 48 


Clostridiales; 
3496091 3496125 41 


3590556 3590611 45 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
419664 Bacteria_16S 


3687779 3687818 33 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
419664 Bacteria_16S 


3689296 3689335 33 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
419664 Bacteria_16S 


3690810 3690849 33 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
419664 Bacteria_16S 


3750332 3750363 57 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
219846397|ref|NR_025988.1 
08 Mycoplasma canadense Bacteria; 


3753357 3753396 33 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
419664 Bacteria_16S 


3759405 3759444 33 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
419664 Bacteria_16S 
in PF2803 16S ribosomal RNA, partial s 


4027662 4027701 33 
Proteobacteria; 


4082242 4082297 45 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Tepidimonas. 
219846116|ref|NR_025706.1 


4147600 4147643 57 


4193586 4193613 48 


Bacteroidia; 
119721 119771 25 


complete sequence 
etaproteobacteria; Burkholderiales; Comamonadaceae; 
419664 Bacteria_16S 


complete sequence 
etaproteobacteria; Burkholderiales; Leptothrix. 
219846736|ref|NR_026328.1 


Clostridia; 


Clostridia; 


Clostridia; 


99 gi 


75 gi 


16S ribosomal RNA, partial sequence 3231181 32326 
ridia; 
419664 Bacteria_16S 


99 gi 


75 gi 


75 gi 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


75 gi 


in DSM 2925 16S ribosomal RNA, partial sequence 
Clostridiales; 


75 gi 


75 gi 


6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


72 gi 


Bacillaceae; 


75 gi 


75 gi 


6S ribosomal RNA, partial sequence 3445905 34473 
Clostridiaceae; 


75 gi 


complete sequence 


99 gi 


72 gi 


72 gi 


12 gi 


87 gi 


72 gi 


72 gi 


72 gi 


Deltaproteobacteria; 


99 gi 


99 gi 


75 gi 


16S ribosomal RNA, partial sequence 
Bacteroidales; Ba 


75 gi 


3013492 30150 


3268876 32703 


3377063 33785 


3589120 35906 
Ideonella. 

219846446 | ref |NR_026037.1 
30 Mycoplasma yeatsii Bacteria; 


3686364 36878 


3687881 36893 


3689398 36908 


3748871 37503 


3751943 37534 


3757993 37594 


4080799 40822 


sequence 


Clostridium. 


equence 


equence 


Entomoplasmatales; 
219846080|ref|NR_025670.1 

4192139 4193621 Bacteroides capillosus 
cteroidaceae; 
265678983 |ref|NR_029291.1 


cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 


219846914|ref|NR_026506.1 
17 Acidovorax defluvii Bacteria; 


219846766|ref|NR_026358.1 
56 Peptoniphilus harei Bacteria; 
Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

219846741 | ref |NR_026333.1 
96 Leptothrix mobilis Bacteria; 


Eubacteriaceae; 
219846734] ref |NR_026326.1 
51 Acetobacterium malicum Bacteria; 
Acetobacterium. 
219846733|ref|NR_026325.1 


Eubacteriaceae; 
219846731|ref|NR_026323.1 
19 Acetobacterium woodii Bacteria; 
Acetobacterium. 
219846676|ref|NR_026268.1 


Marinococcus. 
219846664] ref |NR_026256.1 
42 Kytococcus sedentarius Bacteria; 


219846612|ref|NR_026204.1 
86 Clostridium viride Bacteria; 


219846579|ref|NR_026171.1 
3494639 3496156 Thermocrispum agreste 
Pseudonocardineae; Pseudonocardiaceae; 


219846516|ref|NR_026108.1 
19 Ideonella dechloratans Bacteria; 


219846445 | ref |NR_026036.1 
47 Mycoplasma cottewii Bacteria; 


219846444 | ref |NR_026035.1 
58 Mycoplasma auris Bacteria; 


219846401 |ref|NR_025992.1 
67 Vibrio scophthalmi Bacteria; 


219846393|ref|NR_025984.1 
56 Mycoplasma alkalescens Bacteria; 


219846205|ref|NR_025795.1 


219846165|ref|NR_025755.1 
97 Tepidimonas aquatica Bacteria; 


Acidovorax defluvii 


Acidovorax. 
Peptoniphilus harei 


Leptothrix mobilis 


Acetobacterium 

3276555 3278023 Acetobacterium 
Acetobacterium. 
Acetobacterium malicum 


ea Acetobacterium 
3281102 3282570 Acetobacterium 


Eubacteriaceae; Acetobacterium. 
219846732 |ref|NR_026324.1 


Acetobacterium 
3282621 3284094 Acetobacterium 
Acetobacterium. 
Acetobacterium woodii 


Marinococcus 
3360383 3361902 Marinococcus 
Kytococcus sedentarius 


Dermacoccaceae; Kytococcus. 


Clostridium viride 


Thermocrispum agreste 


Ideonella dechloratans 


Mycoplasma yeatsii 


Mycoplasma cottewii 


Mycoplasma auris 


Vibrio scophthalmi 


Mycoplasma canadense 


Mycoplasma alkalescens 


Desulfatibacillum 
4026183 4027706 Desulfatibacillum 


Desulfobacterales; Desulfobacteraceae; 


Tepidimonas aquatica 


Spiroplasma 

4146134 4147648 Spiroplasma 
Spiroplasmataceae; Spiroplasma. 
Bacteroides capillosus 


Bacteroides. 


Cellulosimicrobium 
118321 119772 Cellulosimicrobium 


cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Promicromonosporaceae; Cellulosimicrobium. 

419664 Bacteria_16S 137943 138001 42 99 gi|265678971|ref|NR_029279.1 
strain 27 16S ribosomal RNA, partial sequence 136495 13800 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
419664 Bacteria_16S 157760 157810 50 99 gi| 265678958 |ref|NR_029266.1 
strain KB740 16S ribosomal RNA, partial sequence 156293 15781 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
419664 Bacteria_16S 185126 185176 50 99 gi|265678940|ref|NR_029248.1 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DS 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

419664 Bacteria_16S 235664 235714 50 99 gi| 265678905 |ref|NR_029213.1 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
419664 Bacteria_16S 237300 237350 50 99 gi|265678904|ref|NR_029212.1 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkho 


Bacteria; Proteo 
strain P 1-22-1 
Proteobacteria; 


strain 717 16S r 
Proteobacteria; 
complex. 


strain Benl02 16 
Proteobacteria; 
4 
kaplicensis stra 
kaplicensis Bact 
Amaricoccus. 


strain CDC F5101 
Proteobacteria; 


accharolyticus 
accharolyticus 


aponicum strain 
aponicum Bacter 


x PAUU BY DD 


injiangensis st 
xinjiangensis Ba 
Micrococcaceae; 


419664 Bacteria_ 


strain R 16086 1 
Firmicutes; Baci 


419664 Bacteria_ 


strain R 8118 16 
Proteobacteria; 


419664 Bacteria_ 


strain QH3A7 16S 
Actinobacteria; 
4 
defluvii strain 
acteria; Proteo 


B 
4 
azorensis strain 
Bacteria; Firmic 
4 
indolicum strain 
acteria; Proteo 


B 
4 
catecholicum str 
catecholicum Bac 
4 
strain 19glyl 16 
Firmicutes; Clos 


419664 Bacteria_ 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 


Bacteria; Firmic 


419664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


19664 Bacteria_ 


419664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


ryptosporangium. 
19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


bacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
16S 238882 238932 50 99 gi|265678903|ref|NR_029211.1 
16S ribosomal RNA, partial sequence 237457 238966 Burkholderia 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
16S 242015 242065 50 99 gi|265678901|ref|NR_029209.1 
ibosomal RNA, partial sequence 240595 242072 Burkholderia 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
16S 251216 251246 45 75 gi| 265678895 |ref|NR_029203.1 


S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; R 
16S 254171 254201 45 75 gi 
in Benl01 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacter 


16S 290294 290344 50 99 gi 
16S ribosomal RNA, complete sequence 

Betaproteobacteria; Burkholderiales; Al 
16S 313210 313236 46 72 gi 
strain S 1 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Staph 
16S 343819 343849 42 72 gi 
YU 636-3 16S ribosomal RNA, partial se 
i 


16S 427475 427525 25 75 gi 
rain YIM70097 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacterida 
Nesterenkonia. 

16S 455306 455360 46 
6S ribosomal RNA, 
llales; Macrococcus. 

16S 468841 468891 50 99 

S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Bu 
16S 490387 490445 42 99 gi 
ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 499639 499669 45 75 gi 
BSB 9.5 16S ribosomal RNA, partial sequ 
bacteria; Betaproteobacteria; Burkholde 
16S 654577 654603 46 72 gi 
MV1087 16S ribosomal RNA, partial sequ 
utes; Clostridia; Clostridiales; Clostr 
16S 686250 686292 33 75 gi 
In04 16S ribosomal RNA, partial sequen 
bacteria; Deltaproteobacteria; Desulfob 
16S 689366 689408 33 75 gi 
ain NZva20 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobacte 
16S 727291 727317 46 72 gi 
S ribosomal RNA, partial sequence 
tridia; Clostridiales; Veillonellaceae; 


99 gi 


gi 


249819 25124 
hodobacter 


265678893 
quence 
ia; 


265678867 
28882 


265678852 
equence 
ylococcus. 
265678829 
quence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


265678770 


265678751 


complete sequence 453819 45536 


265678739 


467397 46889 
rkholderia 


265678725 


488917 49045 
ococcineae 


265678719 
ence 49817 
riales; 
265678614 
ence 65316 
idiaceae; 
265678592 
ce 68477 
acterales; 
265678590 
equence 
ria; Desul 
265678564 


725825 72731 
Succinisp 


16S 765876 765926 50 99 gi 


utes; Clostridia; 


265678536 


Rhodob 


caligenace 


1 sequence 
e; Actinomycet 


Co: 


aceae; Amaricocc 
ref|NR_029201.1 

252777 254201 
acterales; Rhodo 


ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029158.1 

311738 313264 


ref |NR_029134.1 
342395 34385 
ales; Frankinea 


» 


H e 


ref|NR_029075.1 
426041 427535 
ales; Microc 


ref|NR_029056.1 


ref |NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref |NR_029030.1 
; Jonesiaceae; J 
ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy: 
ref |NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref|NR_028868.1 
9 Succinispira 
ira. 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


Clostridium nexile DSM 
M 1787 Bacteria; 


Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


glumae Bacteria; 


ia. 
Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Bordetella holmesii 
ella holmesii Bacteria; 


Staphylococcus 
Staphylococcus 


Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


’ 


Nesterenkonia 
Nesterenkonia 
occineae; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Burkholderia terricola 


terricola Bacteria; 


ia. 
Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Caloranaerobacter 
naerobacter azorensis 
rs 
Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Succinispira mobilis 


mobilis Bacteria; 


ref|NR_028840.1 


Mitsuokella 


764385 765927 Mitsuokella jalaludinii 
Clostridiales; Veillonellaceae; Mitsuokella. 


strain Uedal07 1 
Proteobacteria; 

4 
strain MOL361 16 
irmicutes; Erys 


F 
4 
taiwanensis stra 
taiwanensis Bact 
4 
strain 19 16S ri 
Firmicutes; Clos 


strain OS Hl 16S 
Firmicutes; Clos 


conservatrix str 
conservatrix Bac 
Desulforegula. 


strain CFBP 4188 
Proteobacteria; 


siderophilus str 
siderophilus Bac 
Thermoanaerobact 


strain IMI 35987 
Proteobacteria; 
4 
strain 2 16S rib 
roteobacteria; 


P 
4 
pseudoflava stra 
Bacteria; Proteo 
4 
taeniospiralis s 
taeniospiralis B 
Hydrogenophaga. 

4 
strain PHL 16S r 
Proteobacteria; 

4 
strain 133 16S r 
roteobacteria; 


acillales; Baci 


P 
4 
1 
B 
4 
iheyensis HTE831 
Bacteria; Firmic 


13501 16S riboso 
Proteobacteria; 


ariabilis strai 
acteria; Actino 
soptericola. 


4 
Vv 
B 
I 
4 
limnophilus stra 
limnophilus Bact 
4 
strain UR/MT95 1 


Proteobacteria; 


419664 Bacteria_ 


cellulosolvens 6 
Bacteria; Firmic 
4 
15470 strain E7. 
Bacteria; Firmic 


419664 Bacteria_ 


419664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 
19664 Bacteria_ 
19664 Bacteria_ 
139 16S ribosoma 
19664 Bacteria_ 


419664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


16S 771951 771981 50 80 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 
6S ribosomal RNA, partial sequence 770475 771983 Cellvibrio japonicus Bacteria; 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 
16S 799655 799681 46 72 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
ipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 
16S 824090 824140 50 99 gi| 265678497 |ref|NR_028800.1| Cupriavidus 
in LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 
16S 847025 847075 50 99 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
bosomal RNA, partial sequence 845553 847081 Clostridium scindens Bacteria; 
tridia; Clostridiales; Clostridiaceae; Clostridium. 
16S 851331 851357 46 72 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
tridia; Clostridiales; Heliobacteriaceae; Heliorestis. 
16S 854277 854339 10 72 gi|265678477|ref|NR_028780.1| Desulforegula 
ain Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 
teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
16S 868208 868258 50 99 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
16S 906090 906116 46 72 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
ain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
er. 
16S 943182 943212 45 75 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
0 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
16S 944745 944775 45 75 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
osomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
16S 946308 946338 45 75 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
in GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
bacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
16S 947872 947902 45 75 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
train 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
acteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
16S 949434 949464 45 75 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
ibosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
16S 950999 951029 45 75 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
ibosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
16S 1088016 1088042 46 72 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
llaceae; Bacillus. 
16S 1156072 1156098 46 72 gi|253680753|ref|NR_028001.1| Oceanobacillus 
16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
utes; Bacillales; Bacillaceae; Oceanobacillus. 
16S 1193924 1193974 50 99 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
mal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
16S 1227126 1227176 25 75 gi|219878300|ref|NR_025439.1| Isoptericola 
n MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
bacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
16S 1255770 1255832 10 72 gi|219857194|ref|NR_024822.1| Brevibacillus 
in DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 
16S 1267892 1267922 45 75 gi|219846423|ref|NR_026014.1| Massilia timonae 
6S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 
16S 1303911 1303961 50 99 gi|219846514|ref|NR_026106.1| Eubacterium 
16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
utes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
16S 1329915 1329949 41 75 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
utes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
16S 1369458 1369484 46 72 gi|228718692|ref|NR_027575.1| Desulfovibrio 


magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


419664 Bacteria_16S 1393450 1393480 42 72 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 


strain MP145 16S ribosomal RNA, partial sequence 1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

419664 Bacteria_16S 1420581 1420610 46 75 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

419664 Bacteria_16S 1461750 1461808 42 99 gi|224581412|ref|NR_027193.1| Kocuria carniphila 


strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
419664 Bacteria_16S 1481601 1481631 45 75 gi|219878371|ref|NR_025510.1]| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 


419664 Bacteria_16S 1514613 1514639 46 72 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

419664 Bacteria_16S 1537309 1537367 42 99 gi|219857378|ref|NR_024966.1| Saccharothrix 


texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
419664 Bacteria_16S 1538869 1538927 42 99 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
419664 Bacteria_16S 1591824 1591854 42 72 gi| 219878484 |ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 


419664 Bacteria_16S 1689187 1689213 46 72 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

419664 Bacteria_16S 1701612 1701650 50 87 gi|219878407|ref|NR_025546.1| Glaciecola mesophila 


strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

419664 Bacteria_16S 1774438 1774471 42 75 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
419664 Bacteria_16S 1836845 1836895 50 99 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 
419664 Bacteria_16S 1898175 1898225 50 99 gi|219878265|ref|NR_025404.1| Bordetella trematum 
strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
419664 Bacteria_16S 1972011 1972041 45 75 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 
419664 Bacteria_16S 2043950 2044000 50 99 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
nitritireducens strain L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
nitritireducens Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 
419664 Bacteria_16S 2053333 2053386 47 99 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
4 


19664 Bacteria_16S 2102122 2102160 50 87 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

419664 Bacteria_16S 2168735 2168765 42 72 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 


strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
419664 Bacteria_16S 2185411 2185461 50 99 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

Pseudoxanthomonas. 
4 
g 
B 
4 


ND 


19664 Bacteria_16S 2206626 2206656 42 72 gi|219857595|ref|NR_025183.1]| Mycoplasma 
allopavonis strain WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycoplasma gallopavonis 
acteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
19664 Bacteria_16S 2217179 2217209 42 72 gi|219857588|ref|NR_025176.1| Mycoplasma anatis 
strain 1340 16S ribosomal RNA, partial sequence 2215772 2217221 Mycoplasma anatis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


419664 Bacteria_16S 
acetigenes strain 
Bacteria; Firmicutes; 
Sporanaerobacter. 
419664 Bacteria_16S 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
419664 Bacteria_16S 
strain KF46F 16S 
Proteobacteria; 

419664 Bacteria_16S 
strain BG29 16S r 
Firmicutes; 
419664 Bacteria_16S 
strain SPS-1037 1 
Proteobacteria; 
419664 Bacteria_16S 
pachnodae strain 


Xylanimicrobium. 
419664 Bacteria_16S 
palleronii strain 


419664 Bacteria_16S 
strain CCUG 2113 
Proteobacteria; 

419664 Bacteria_16S 
methoxybenzovoran 
methoxybenzovoran 
419664 Bacteria_16S 
strain SEBR 4211 
Firmicutes; 
419664 Bacteria_16S 
intermedia strain 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy 
419664 Bacteria_16S 2862627 2862657 45 75 gi| 219856883 |ref|NR_024702.1 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 286267 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamo 
419664 Bacteria_16S 2868799 2868829 45 75 gi|219856879|ref|NR_024698.1 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 286884 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobac 
Herbaspirillum. 

419664 Bacteria_16S 3031533 3031559 46 72 gi|219846903|ref|NR_026495.1 


Clostridia; 


2255214 2255264 50 
Clostridia; 


2258264 2258294 42 


2305426 2305456 45 


2338605 2338631 46 


Clostridiales; 


2411594 2411644 50 


2514500 2514550 25 


2544175 2544205 45 


2545736 2545766 45 


2573324 2573374 50 


Firmicutes; 
2616529 2616579 50 


Clostridiales; 
2645622 2645652 45 


99 


Lup33 16S ribosomal RNA, partial sequence 22537 
Clostridiales; 


72 


75 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


72 


ibosomal RNA, partial sequence 


Clostridia; Heliobacteriaceae; 


99 


6S ribosomal RNA, partial sequence 2410156 24116 
Betaproteobacteria; Burkholderiales; Tepidimonas. 


75 


VPCX2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


75 


CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 


75 


16S ribosomal RNA, partial sequence 2544276 25457 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 


s strain SR3 16S ribosomal RNA, partia 
s Bacteria; 


99 gi| 219857286 |ref|NR_024917.1 

1 sequence 2571864 257337 

Clostridia; Clostridiales; Clostridiacea 
99 gi| 219857255 |ref|NR_024886.1 


16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales Fami 


75 


S1 16S ribosomal RNA, partial sequence 


strain I50 16S ribosomal RNA, partial sequence 


419664 Bacteria_16S 


dicarboxylicus strain CreMall 16S ribosomal RNA, partial 
dicarboxylicus Bacteria; 


Propionivibrio. 
419664 Bacteria_16S 
strain DSM 12081 
Proteobacteria; 

419664 Bacteria_16S 


thoraltensis strain S69 16S ribosomal RNA, partial sequence 32160 
Streptococcaceae; 


Bacteria; Firmicutes; 
419664 Bacteria_16S 

strain Z-7491 16S 
Spirochaetes; 
419664 Bacteria_16S 
strain LMG 2207 1 
Proteobacteria; 
419664 Bacteria_16S 
strain DSM 5156 1 
irmicutes; 
19664 Bacteria_16S 
itrea strain DSM 


romicromonospora. 
19664 Bacteria_16S 


16S ribosomal RNA, 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Spirochaetales; 


3055992 3056022 45 
Proteobacteria; 


3114513 3114563 50 


3217534 3217563 46 


Lactobacillales; 


3317541 3317587 29 


3350972 3351002 45 


3375428 3375474 29 


Halanaerobiales; 
3396599 3396649 25 


3526351 3526381 45 


75 
Betapr 


99 


complete sequence 


75 


15 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


75 


6S ribosomal RNA, partial sequence 3349528 33510 
Betaproteobacteria; Burkholderiales; Burkholderiaceae 


6S ribosomal RNA, partial sequence 3374001 33754 
Clostridia; 


75 gi|219846667|ref 
Halobacteroidaceae; Orenia. 
75 gi|219846648|ref 


F 

4 

c 43110 16S ribosomal RNA, partial sequence 33951 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
P 

4 


75 


219857563 |ref 


gi 
Clostr 


219857561 
sequence 


gi 


gi| 219857526 |ref 


2303983 23054 


gi| 219857503 
2337153 23386 


ref 


219857453 |ref 


gi 


219857368 
25130 
Micrococ 


gi ref 


219857348 
sequence 
Burkholderia 
219857347 |ref 


gi ref 


gi 


ly XII. 
219857228 
26441 


gi ref 


3030089 30315 


219846885 
sequence 
oteobacteria; 


gi ref 
Rhodocyc 


219846846 
31130 


gi ref 
Az 
gi|219846776|ref 
Streptococcu 
gi|219846709|ref 
3316113 33175 
Spirochaeta. 


gi| 219846684 |ref 


Micrococ 


idiales Family 


Actinomycetales; 


94 2514560 Xylani 


2542716 25442 


82 2645662 Hydrog 


3054533 30560 


39 3114569 Azoarc 


71 3217589 Strept 


98 3396650 Promic 


NR_025151.1 


9 


NR_025114.1 
Xenophilus. 
NR_025091.1 


NR_025041.1 


NR_024956.1 
cineae; 
NR_024936.1 
2 
les; Comamon 


NR_024935.1 


Acidovorax. 


NR_024856.1 


NR_026477.1 
2 
lales; Rhodo 
NR_026438.1 


oarcus. 
NR_026368.1 


Ss. 
NR_026301.1 


NR_026276.1 


; Paucimonas 
NR_026259.1 


NR_026240.1 


cineae; Prom 


219846559 |ref 


gi 


Sporanaerobacter 


47 2255269 Sporanaerobacter acetigenes 
Incertae Sedis; 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 
Heliobacterium. 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae H 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Clostridium 
7 Clostridium 
e; Clostridium. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; 


Fusibacter. 
Hydrogenophaga 
enophaga intermedia 
drogenophaga. 
Curvibacter 

8 Curvibacter 
nadaceae; Curvibacter. 
Herbaspirillum 

5 Herbaspirillum 
teraceae; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Streptococcus 
ococcus thoraltensis 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Promicromonospora 
romonospora citrea 
icromonosporaceae; 


NR_026151.1 


Clostridium colinum 


strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


Clostridium. 


neopropionicum st 
neopropionicum Ba 


strain DSM 286 16 
Firmicutes; Clost 


strain DSM 8721 1 
Firmicutes; Bacil 


strain 106 16S ri 
Proteobacteria; B 
4 
cellobioparum str 
cellobioparum Bac 
4 
lentocellum strai 
Bacteria; Firmicu 


419664 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


419664 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


419664 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


419664 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


419664 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


419664 Bacteria_16S 


strain BC-3 16S r 
Tenericutes; Moll 


419664 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


419664 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


419664 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


419664 Bacteria_16S 


succinivorans str 
succinivorans Bac 


419664 Bacteria_16S 


ferrireducens str 
ferrireducens Bac 
4 
strain 136 16S ri 
Actinobacteria; A 
4 
strain 136 16S ri 
Actinobacteria; A 


419664 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


strain 55134 16S 


propionicum strai 
Bacteria; Firmicu 


419664 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


cteroidia; 
419664 Bacteria_16S 


3527911 3527941 45 75 
rain DSM 3847 16S ribosomal RNA, 
cteria; Firmicutes; Clostridia; 
3533891 3533955 10 74 
S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3540174 3540200 46 72 gi 


gi 
compl 
Clostr 
gi 


lales; Bacillaceae; Bacillus. 

3557192 3557242 50 99 
bosomal RNA, partial sequence 

etaproteobacteria; Rhodocyclales; Rhod 
3595145 3595199 46 99 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3598223 3598273 50 99 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3599771 3599821 50 99 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3614963 3614992 46 75 gi 


gi 


bacillales; Carnobacteriaceae; Alloioc 
3655795 3655825 45 75 gi 
ain Benl03 16S ribosomal RNA, partial 


teria; Proteobacteria; Alphaproteobact 


3716334 3716364 42 72 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3885343 3885373 42 72 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4080689 4080743 46 99 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4149154 4149208 46 99 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
60543 60568 50 75 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; 
62091 62116 

osomal RNA, partial 
ammaproteobacteria; Xanthomonadales; X 
71092 71117 #950 75 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
93538 93563 50 75 gi 
ain PAL-1 16S ribosomal RNA, complete 

teria; Deferribacteres; Deferribactera 
121238 121271 42 75 gi 


gi 


Xanthomonadales; X 
50 75 gi 
sequence 


bosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; 
130300 130333 42 75 

ribosomal RNA, partial sequence 
Bacteroidales; Prevotellace 
145552 145585 42 75 gi 
ribosomal RNA, partial sequence 


Micr 
gi 


419664 Bacteria_16S 


3532506 35339 


6S ribosomal RNA, partial sequence 3538695 35402 


3555718 35572 


16S ribosomal RNA, partial sequence 3613485 36150 


3714904 37163 


3883911 38853 


4079234 40807 


4147699 41492 


59080 


60630 


bosomal RNA, partial sequence 119823 12132 
ctinobacteridae; Actinomycetales; Micrococcineae 
121288 121321 42 75 gi| 265678982 


119823 12132 


128870 13034 


144082 14559 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
419664 Bacteria_16S 


219846558 
ete sequen 
idiales; C 
219846554 


Sarcina. 
219846550 


219846538 


ocyclaceae 
219846512 
1 sequence 
diales; Cl 
219846509 
ence 35967 
spiraceae; 
219846508 
al sequenc 
idiales; C 
219846496 
occus. 
219846468 
sequence 
eria; Rhod 


219846426 


219846306 


219846166 


taceae; Sp 
219846115 


taceae; Sp 
265679024 
60579 
anthomonad 
265679023 
62129 
anthomonad 
265679017 
quence 
diales; Ve 
265679001 
sequence 
les; Defer 
265678982 


ococcineae 
265678976 


ae; Prevot 
265678966 


ella. 


Clostridium 
8 Clostridium 


ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; Clostridium. 
ref|NR_026146.1| Sarcina ventriculi 
66 Sarcina ventriculi Bacteria; 


ref|NR_026142.1 
15 Bacillus 


Bacillus agaradhaerens 
agaradhaerens Bacteria; 


Zoogloea ramigera 
ramigera Bacteria; 


ref|NR_026130.1 
47 Zoogloea 
Zoogloea. 
NR_026104.1 
59520 
idiaceae; Cl 
NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026088.1 
09 Alloiococcus 


Clostridium 
3 Clostridium 
ostridium. 
Clostridium 
idium lentocellum 
m. 
Clostridium 
6 Clostridium 
lostridium. 
Alloiococcus otitis 
otitis Bacteria; 


ref|NR_026060.1 
3654403 365582 
obacterales; Rho 


Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref|NR_025756.1| Spiroplasma melliferum 
48 Spiroplasma melliferum Bacteria; 
iroplasma. 

ref|NR_025705.1| Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


iroplasma. 
ref |NR_029332.1| Xanthomonas theicola 
Xanthomonas theicola Bacteria; 
aceae; Xanthomonas. 
ref |NR_029331.1| Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 
aceae; Xanthomonas. 
ref |NR_029325.1| Schwartzia 
69637 71125 Schwartzia 
illonellaceae; Schwartzia. 
ref |NR_029309.1| Geovibrio 
92051 93594  Geovibrio 
ribacteraceae; Geovibrio. 
ref|NR_029290.1] Cellulomonas uda 
2 Cellulomonas uda Bacteria; 
; Cellulomonadaceae; Cellulomonas. 
ref|NR_029290.1] Cellulomonas uda 
2 Cellulomonas uda Bacteria; 
; Cellulomonadaceae; Cellulomonas. 
ref|NR_029284.1| Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


ref|NR_029274.1| Jonesia denitrificans 
5 Jonesia denitrificans Bacteria; 


equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 


ococcineae; Jonesiaceae; Jonesia. 

153083 153108 50 75 gi| 265678961 |ref|NR_029269.1| Clostridium 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

156204 156229 50 75 gi| 265678959 |ref|NR_029267.1| Clostridium 
rain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

206715 206740 50 75 gi| 265678926 |ref|NR_029234.1| Taylorella 


205252 206750 Taylorella 


419664 Bacteria_16S 263079 263104 50 75 gi| 265678885 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobac 
Rubrobacteraceae; Rubrobacter. 

419664 Bacteria_16S 284302 284327 50 75 gi| 265678871 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulfobacter. 

419664 Bacteria_16S 337776 337829 47 99 gi| 265678833 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobac 
Parascardovia. 

419664 Bacteria_16S 345384 345413 46 75 gi| 265678828 
strain 124-2 16S ribosomal RNA, partial sequence 343905 34542 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
419664 Bacteria_16S 379665 379690 50 75 gi| 265678802 


strain HTCC2597 1 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


4 
delbrueckii subsp 


Lactobacillus. 
xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 
neocaledoniensis 
neocaledoniensis 


Nocardiaceae; Noc 


strain A288 16S r 


19664 Bacteria_16S 


Lactobacillus delbrueckii subsp. 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


381217 381242 50 75 gi 
indicus strain NCC725 16S ribosomal 


398030 398063 42 75 gi 
in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 
Cellulomonas. 

399558 399611 47 99 gi 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 

405772 405825 47 99 
ibosomal RNA, partial sequence 


v 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
419664 Bacteria_16S 464334 464359 50 75 gi 


rudongensis strai 
rudongensis Bacte 
4 
strain Wt/la 16S 


Deinococcus-Thermus; 
19664 Bacteria_16S 


4 
albertensis strai 
albertensis Bacte 
Acidithiobacillus 
4 
tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


seriniphilus stra 
seriniphilus Bact 
Paracoccus. 


aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 


strain HKI 0120 1 
Actinobacteria; A 


strain HKI 0119 1 
Actinobacteria; A 
4 
rhizophila strain 
Bacteria; Proteob 


strain 520-20 16S 
Proteobacteria; G 


strain NGA 16S ri 
Synergistetes; Sy 


19664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
530166 530191 50 75 gi 
ribosomal RNA, partial sequence 
Deinococci; Deinococcales; Deinoco 
563820 563845 50 75 gi 
n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
574340 574365 47 72 gi 
m strain Medalle X 16S ribosomal RNA, 
m Bacteria; Actinobacteria; Actinobact 
e; Corynebacterium. 
584810 584835 50 75 gi 
in MBT-A4 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


624105 624130 47 72 gi 
n IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

636363 636396 42 75 gi 
ctinobacteridae; Actinomycetales; Micr 
637894 637927 42 75 gi 


ctinobacteridae; Actinomycetales; Micr 
639436 639461 50 75 gi 
e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
640999 641024 50 75 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
677379 677424 55 99 gi 
bosomal RNA, partial sequence 
nergistia; Synergistales; 


6S ribosomal RNA, partial sequence 378266 37969 


indicus Bacteria; 


404351 40583 


528726 53019 
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ref|NR_029094.1| Nocardia 
nce 398145 399618 Nocardia 
nomycetales; Corynebacterineae; 
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; Intrasporangiaceae; Knoellia. 

ref |NR_028930.1| Stenotrophomonas 
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aceae; Pseudomonas. 
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675861 677456 Anaerobaculum mobile Bacteria; 
Synergistaceae; Anaerobaculum. 


419664 Bacteria_16S 857449 857474 50 75 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

419664 Bacteria_16S 866640 866665 50 75 gi| 265678468 |ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

419664 Bacteria_16S 910690 910715 50 75 gi|265678438|ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

419664 Bacteria_16S 932351 932376 50 75 gi|265678424|ref|NR_028726.1| Clostridium 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 932385 Clostridium 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
419664 Bacteria_16S 969436 969461 50 75 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

419664 Bacteria_16S 1004785 1004810 50 75 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 
strain ATCC 33433 16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

419664 Bacteria_16S 1021469 1021494 46 ee gi|265678364|ref|NR_028666.1| Streptococcus gordonii 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus gordonii Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

419664 Bacteria_16S 1023021 1023046 46 71 gi|265678363|ref|NR_028665.1| Streptococcus 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

419664 Bacteria_16S 1139475 1139532 43 99 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
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Tenericutes; Moll 
4 
strain LMG 20598 
Proteobacteria; 
4 

p 
psychrophilus Bac 
4 
subsp. tolerans s 


facile subsp. tol 
Hyphomicrobium. 


419664 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, 
facile subsp. ure 


Hyphomicrobium. 


419664 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


419664 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 

4 
thailandensis str 
thailandensis E26 
Burkholderia; pse 


419664 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


419664 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


419664 Bacteria_16S 


19664 Bacteria_16S 
DSM 20544 16S rib 
Firmicu 
419664 Bacteria_16S 


D 
419664 Bacteria_16S 
19664 Bacteria_16S 
B 
19664 Bacteria_16S 


sychrophilus str 


19664 Bacteria_16S 


19664 Bacteria_16S 


Actinomycetales; Micrococcineae; Micr 
1165214 1165239 50 75 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1197040 1197065 50 75 gi 
2809 16S ribosomal RNA, partial sequen 
eferribacteres; Deferribacterales; Def 
1282703 1282728 47 72 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1284248 1284273 50 


Entomoplasm 
75 gi 


etaproteobacteria; Burkholderiales; Bu 
1285802 1285827 50 75 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1309991 1310016 50 75 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 
1311464 1311489 50 


75 gi 


aphilum Bacteria; Proteobacteria; Alph 


1313005 1313030 50 75 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1339104 1339129 50 
ain CH34 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


15 gi 
partial se 
Betaproteo 


1360372 1360397 50 

ain E264 16S ribosomal RNA, 

4 Bacteria; Proteobacteria; 

udomallei group. 

1374012 1374037 50 75 

S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Bu 

1389113 1389138 50 75 gi 
ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Bu 


75 gi 
partial se 
Betaproteo 


gi 


1163739 11652 


1281261 12827 


16S ribosomal RNA, partial sequence 1282800 12842 


1372563 13740 


1387667 13891 


obacteriac 
228720667 


nellaceae; 
228715574 
ce 11955 
erribacter 
219846087 


ataceae; E 
219846066 


rkholderia 
219846054 
sequence 
icoccus. 

228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


228721465 
sequence 
eria; Xant 


228721484 
quence 
bacteria; 


228720024 
quence 
bacteria; 


228717983 


rkholderia 
228716720 


rkholderia 


1422108 1422161 47 99 gi 


Leifsonia. 
NR_027596.1 


eae; 
ref 


Mitsuokella. 
ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_025656.1 


ceae; Burkholder 
ref|NR_025644.1 
1284334 128584 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


NR_027607.1 
1337638 133913 


Burkholderiales; 


ref|NR_027587.1 
1358923 136041 
Burkholderiales; 


ref|NR_027569.1 


; Burkholder 
NR_027554.1 


ceae 
ref 


ceae; Burkholder 


224581444 


psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Entomoplasma somnilux 


somnilux Bacteria; 


Burkholderia hospita 


83 Burkholderia hospita Bacteria; 


ia. 
Jeotgalicoccus 
0 Jeotgalicoccus 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


v 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Burkholderia 
0 Burkholderia 


Burkholderiaceae; 


Burkholderia unamae 


50 Burkholderia unamae MTI-641 Bacteria; 


ia. 
Burkholderia tuberum 


46 Burkholderia tuberum STM678 Bacteria; 


ia. 


ref|NR_027226.1 
1420664 142216 


Arthrobacter 
4 Arthrobacter 


psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


4 
strain B4P 16S ri 
Proteobacteria; B 


strain S2 16S rib 
Proteobacteria; B 


strain U120 16S r 
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419664 Bacteria_16S 1492204 1492229 50 75 gi|219846902|ref|NR_026494.1 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostr 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
419664 Bacteria_16S 1510166 1510195 46 75 gi|219846290|ref|NR_025880.1 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 150868 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillacea 
419664 Bacteria_16S 1516081 1516106 50 75 gi| 219878113 |ref|NR_025252.1 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 151610 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllo 
Mesorhizobium. 
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419664 Bacteria_16S 1838433 1838458 50 75 gi|219878310|ref|NR_025449.1| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

419664 Bacteria_16S 1839993 1840018 50 75 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

419664 Bacteria_16S 1879505 1879530 50 75 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
419664 Bacteria_16S 1899718 1899743 50 75 gi|219878264|ref|NR_025403.1| Brackiella oedipodis 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Brackiella oedipodis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 

419664 Bacteria_16S 1940223 1940248 50 75 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

419664 Bacteria_16S 1947966 1947991 50 15 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

419664 Bacteria_16S 1960066 1960099 42 75 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

419664 Bacteria_16S 2045525 2045550 50 75 gi|219878165|ref|NR_025304.1| Luteimonas mephitis 
strain B1953/27.1 16S ribosomal RNA, partial sequence 2044053 2045572 Luteimonas mephitis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 

419664 Bacteria_16S 2066950 2067003 47 99 gi| 219878146 |ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
419664 Bacteria_16S 2068509 2068534 50 75 gi|219878145|ref|NR_025284.1| Thauera terpenica 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 2068542 Thauera terpenica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

419664 Bacteria_16S 2070041 2070066 50 75 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

419664 Bacteria_16S 2074676 2074701 50 75 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

419664 Bacteria_16S 2076166 2076191 50 75 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

419664 Bacteria_16S 2085419 2085444 50 75 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

419664 Bacteria_16S 2094520 2094545 50 75 gi|219878126|ref|NR_025265.1| Thermomonas 
hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 2093069 2094546 Thermomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Thermomonas. 

419664 Bacteria_16S 2155048 2155073 50 75 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

419664 Bacteria_16S 2156551 2156576 50 75 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

419664 Bacteria_16S 2161076 2161101 50 75 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

419664 Bacteria_16S 2233878 2233903 47 72 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

419664 Bacteria_16S 2275273 2275298 50 75 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

419664 Bacteria_16S 2276807 2276832 50 75 gi| 219857549 |ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

419664 Bacteria_16S 2297901 2297926 50 75 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

419664 Bacteria_16S 2308526 2308551 50 Whe gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 


strain K24 16S ribosomal RNA, partial sequence 


2307079 2308560 Pigmentiphaga kullae Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 


Bacteria; Proteob 
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Bacteria; 
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ria; Firmicutes; 


ardia. 
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2319066 2319091 50 


2331162 2331187 50 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
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in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
2385695 2385720 50 
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etaproteobacteria; Burkholderiales; Bu 
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ribosomal RNA, partial sequence 
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etaproteobacteria; Burkholderiales; Bu 
2559566 2559611 55 
ibosomal RNA, partial sequence 
Clostridiales; 
2565656 2565681 50 
train DSM 3953 16S ribosomal RNA, part 
Firmicutes; 
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Eubacteriaceae; 


Gammaproteobacteria; 


Sphingomonadales; 
3013392 3013420 47 


gi|219857517 
nadales; X 
219857516 
sequence 
teria; Xan 


gi 


gi| 219857509 
2329695 23312 
rkholderia 
219857496 
nce 


gi 


219857488 
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3 Stenotrophomonas 


anthomonadaceae; 
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s. 
Eubacterium aggregans 
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Eubacterium. 
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Ss. 

Nocardia 
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Eubacterium. 
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Nocardioidaceae; 
4 


Clostridia; 
4 
s 
s 
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BD hh es 
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Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
419664 Bacteria_16S 3060547 3060572 50 75 gi| 219846882 
strain AX39 16S ribosomal RNA, partial sequence 3059104 30605 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
419664 Bacteria_16S 3062088 3062113 50 75 gi|219846881 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rho 
419664 Bacteria_16S 3076889 3076914 50 75 gi|219846871 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 30769 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
419664 Bacteria_16S 3086086 3086111 50 75 gi|219846865 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequenc 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
Paracoccus. 

419664 Bacteria_16S 3087531 3087556 50 75 gi|219846864 
denitrificans strain 381 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Paracoccus. 

419664 Bacteria_16S 3089054 3089079 50 75 gi| 219846863 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; 
419664 Bacteria_16S 3093470 3093503 42 75 gi|219846860 
strain TA68 16S ribosomal RNA, partial sequence 3092041 30935 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
419664 Bacteria_16S 3094987 3095020 42 75 gi|219846859 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 30950 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
419664 Bacteria_16S 3102499 3102524 50 75 gi|219846854 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 31025 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 
419664 Bacteria_16S 3107025 3107050 50 75 gi|219846851 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
419664 Bacteria_16S 3129589 3129614 50 75 gi| 219846836 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequenc 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizob 
Hyphomicrobium. 

419664 Bacteria_16S 3153674 3153707 42 75 gi|219846820 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
419664 Bacteria_16S 3158413 3158438 50 75 gi| 219846817 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachn 
419664 Bacteria_16S 3165915 3165944 46 75 gi| 219846812 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 31659 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
419664 Bacteria_16S 3182599 3182624 50 75 gi| 219846800 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 31826 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
419664 Bacteria_16S 3184151 3184176 50 75 gi| 219846799 
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strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
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ref|NR_026298.1 

3319157 332063 
eanospirillales; 
ref |NR_026239.1 
Cellulomonadac 
ref |NR_026238.1 


3398202 339968 
etales; Micrococ 


ref|NR_026236.1 


Micrococcaceae 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonadaceae; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonadaceae; 


as. 
Sandaracinobacter 

0 Sandaracinobacter 

omonadaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Blautia schinkii 
eria; Firmicutes; 


Lactobacillus oris 
oris Bacteria; 


Halomonas 
3 Halomonas 


Halomonadaceae; 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter oxydans 


49 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


; Arthrobacter. 
Actinotalea fermentans 


ref|NR_026176.1 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 3488602 Actinotalea fermentans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Actinotalea. 


4 
strain DSM 6984 1 
roteobacteria; B 


araputrificum st 
araputrificum Ba 


train 743A 16S r 
irmicutes; Clost 


BW BO'O £0 


gelidimarina stra 
gelidimarina Bact 


rs 


rigidimarina str 
rigidimarina Bac 


£ 
£ 
4 
psychrotropica st 
psychrotropica Ba 
4 
putrefaciens stra 
putrefaciens Bact 


lacurosei strain 
Bacteria; Firmicu 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


419664 Bacteria_16S 


strain Wai33 16S 
Deinococcus-Therm 


419664 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


419664 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


19664 Bacteria_16S 


419664 Bacteria_16S 


419664 Bacteria_16S 


3523385 3523410 50 75 gi 
etaproteobacteria; Rhodocyclales; Rhod 
3551010 3551035 47 72 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3596688 3596713 50 75 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3658884 3658909 50 75 gi 
in ACAM 456 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
3660439 3660464 50 75 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3663500 3663525 50 75 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3775890 3775915 47 72 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3842616 3842661 55 99 gi 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
3851639 3851668 46 75 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


Oc 


ti 
id 


‘enh 


s 
ri 


qu 
er 


al 
te 


ue 
sm 


ne 
na 


ti 
di 


3877575 3877620 29 74 

ribosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
4070021 4070046 50 75 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
4073005 4073030 50 75 gi 
rain BOR-Y 16S ribosomal RNA, partial 
cteria; Firmicutes; Clostridia; Clostr 


gi 


Hk 


ie 


se 
id 


419664 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 

4 


strain BARC 857 1 


19664 Bacteria_16S 


219846561 
6S ribosomal RNA, partial sequence 3521933 35234 


219846543 


219846511 


3595254 35967 


219846466 


219846465 


219846463 


219846380 


219846334 


219846328 


219846311 
3876152 38776 


219846173 
4068567 40 


219846171 


ref |NR_026153.1 


; Th 
ref 
nce 
lost 
ref 


yclaceae auera. 
NR_026135.1 

354957 
ridiaceae; C 
NR_026103.1 


al seque 
iales; C 


ostridium. 
ref|NR_026058.1 

3657404 365891 
omonadales; She 
NR_026057.1 

3658961 366046 
romonadales; She 
ref|NR_026055.1 
e 3662041 36635 
eromonadales; Co 
ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiuw 
ref|NR_025918.1 
nce 385021 
ridi Rumino 


equence 
a; Alter 


ence 
ia; Alte 


sequenc 
ria; Alt 


nce 
ataceae; 


e 38411 
erobiace 


al seque 
a; Clost ales; 


ref|NR_025901.1 
hermus. 
ref|NR_025763.1 
700 
llaceae; Aquicella. 
ref|NR_025761.1 

4071551 407304 


lostridiales Fam 


quenc 
iales 


e 


, 


Cc 


4135096 4135121 50 75 gi 
in BC74171 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


se 
ied: 


4164563 4164616 47 
6S ribo 


99 gi 


219846124 


219846105 
somal RNA, partial sequence 4163118 41646 


ref|NR_025714.1 
133716 413512 


bacterales; Rhod 


rs 


quenc 
a; Rh 


e 
odo 


ref|NR_025695.1 


wanellaceae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Clostridium 
2 3551038 Clostridium 
lostridium. 
Clostridium populeti 


42 Clostridium populeti Bacteria; 


Shewanella 
0 Shewanella 
Shewanella. 
Shewanella 
5 Shewanella 
wanellaceae; 
Colwellia 
6 Colwellia 
lwelliaceae; 
Mycoplasma 
7 Mycoplasma 


Shewanella. 


Colwellia. 


Halanaerobium 
erobium lacurosei 
m. 
Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Soehngenia 
4 Soehngenia 
ily XI. Incertae Sedis; 


Paracoccus 
3 Paracoccus 


obacteraceae; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Achromobacter 

6 Achromobacter 
naceae; Achromobacter. 
Schlegelella 

5 Schlegelella 
Comamonadaceae; 


Salinicoccus 
3 Salinicoccus 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


Acetohalobium 
Acetohalobium 
Acetohalobium. 

Kocuria varians strain 
ria; Actinobacteria; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Nesterenkonia lutea 
lutea Bacteria; 


; Nesterenkonia. 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
419664 Bacteria_16S 4178270 4178295 50 75 gi|219846095|ref|NR_025685.1 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 417830 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 
419664 Bacteria_16S 4190515 4190540 50 75 gi| 219846083 |ref|NR_025673.1 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 419056 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 
Schlegelella. 

419664 Bacteria_16S 4225345 4225370 50 75 gi|219846055|ref|NR_025645.1 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 422538 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

419664 Bacteria_16S 91978 91998 55 75 gi|265679002|ref|NR_029310.1 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 

Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

419664 Bacteria_16S 107449 107469 55 75 gi| 265678991 |ref|NR_029299.1 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; 
419664 Bacteria_16S 110411 110439 47 75 gi| 265678989 |ref|NR_029297.1 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
419664 Bacteria_16S 305537 305581 56 99 gi| 265678857 |ref|NR_029163.1 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 30558 

Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

419664 Bacteria_16S 360115 360143 47 75 gi| 265678815 |ref|NR_029120.1 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
419664 Bacteria_16S 422786 422814 44 72 gi| 265678773 |ref|NR_029078.1 


Yaniella halotolerans 


strain YIM 70085 16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 


419664 Bacteria_16S 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 
mediterranei Bacteria; Actinobacteria; Actinobacteridae 


461278 461322 25 


Pseudonocardiaceae; Amycolatopsis. 


419664 Bacteria_16S 


583312 583356 31 


69 


strain LF13 16S ribosomal RNA, partial sequence 


Caldithrix. 
419664 Bacteria_16S 
1 


642538 642566 47 


Micrococcaceae; Nesterenkonia. 


419664 Bacteria_16S 


odorimutans strain NorPut 16S ribosomal RNA, partial sequence 


odorimutans Bacteria; 
Anaerovorax. 
419664 Bacteria_16S 
lusitanum strain 
Bacteria; 
419664 Bacteria_16S 


P6-12 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


665145 665165 55 
Firmicutes; Clostridia; 


739413 739468 45 


804303 804331 44 


72 


strain PG14 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


419664 Bacteria_16S 


825635 825659 50 


34635 16S ribosomal RNA, partial sequence 


419664 Bacteria_16S 
heliotrinireducen 


921598 921618 55 


heliotrinireducens Bacteria; Actinobacteria; 


Coriobacteriaceae; Slackia. 

419664 Bacteria_16S 957167 957191 50 74 gi| 265678408 |ref|NR_028710.1 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyl 
Pseudaminobacter. 

419664 Bacteria_16S 1137929 1137957 47 75 gi| 253680765 |ref|NR_028013.1 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacte 


Actinobacteridae; 
419664 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 
419664 Bacteria_16S 


gallinaceus strain CCUG 42692 16S ribosomal RNA, partia 
Lactobacillales; 


gallinaceus Bacteria; 
19664 Bacteria_16S 


rs 


DSM 10542 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sanguibacter. 

419664 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 
M 
4 
s 


19664 Bacteria_16S 


1498218 Ha 
Halanaerobiales; 

419664 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
419664 Bacteria_16S 
strain CF-25 16S 


419664 Bacteria_16S 
strain CCUG 35957 


419664 Bacteria_16S 


accharolyticum subsp. 


1172816 1172836 55 


1225641 1225661 55 


Firmicutes; 
1349901 1349929 47 


1454338 1454366 47 


1498196 1498216 55 


1543523 1543598 25 


74 


824212 825662 Bosea 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bo 


75 


75 


Synergistetes; 


75 


75 


75 


75 


Halanaerobium. 


99 


gi 


acusekhoensis strain EL-30 16S ribosomal RNA, partial 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


gi 


802889 80433 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


gi 


s strain RHS1 16S ribosomal RNA, partial sequenc 
Coriobacteridae; 


Actinomycetales; Micrococcineae; Microbacteriac 


gi 


11002 16S ribosomal RNA, partial sequence 11713 


11002 Bacteria; Synergistia; 


gi 


gi 


1348448 13499 


gi 


strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Act 
icrococcaceae; Arthrobacter. 


gi 


saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 


gi 


NRRL B-24047 16S ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; 


Actinokineospora. 
1958518 1958546 47 


2036195 2036223 47 


2200597 2200625 44 


75 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


I5 


Pe 


strain MX9 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
419664 Bacteria_16S 


2209655 2209683 44 


72 


strain H831 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
419664 Bacteria_16S 


2349255 2349283 47 


75 


gi 


1957067 19585 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


2199190 22006 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


2208244 22096 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


Streptococcace 


saccharolytic 


265678744 


265678510 


265678496 


sea. 
265678431 


228719312 
Syn 


219878314 
1 sequence 


228720600 
Micr 


224581418 


219846665 
16S riboso 


219857374 
sequenc 
Actinomyce 
219878223 
219878171 
20347 


219857599 


219857593 


Coriobacteriales; 


ref|NR_029049.1 
459859 461323 


ref|NR_028813.1 


ref 


NR_028799.1 


ref |NR_028733.1 
e 920164 921628 


eae; Leifsonia. 
ref |NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref|NR_027595.1 
42 Sanguibacter 
ococcineae; 


ref|NR_027199.1 
1452894 145438 
inomycetales; Mi 


ref 
mal 
um 


NR_026257.1 
RNA, complet 
Bacteria; Fir 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


ref |NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref|NR_025310.1 
53 2036233 Rothia 
; Micrococcaceae 
ref|NR_025187.1 


ref |NR_025181.1 


219857495 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 


vestrisii Bacteria; 


Amycolatopsis 
Amycolatopsis 


; Actinomycetales; Pseudonocardineae; 
75 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
581868 583371 Caldithrix abyssi Bacteria; 
75 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
sequence 641107 642573 Nesterenkonia 
Actinomycetales; Micrococcineae; 
75 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
663698 665185 Anaerovorax 
Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
99 gi|265678555|ref|NR_028859.1| Herbaspirillum 
complete sequence 737948 739471 Herbaspirillum lusitanum 
Oxalobacteraceae; Herbaspirillum. 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Bosea vestrisii strain 
Proteobacteria; 


Slackia 
Slackia 


Coriobacterineae; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Streptococcus 
1 Streptococcus 
Ss. 
Sanguibacter keddieii 


keddieii DSM 10542 
Sanguibacteraceae; 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Rothia nasimurium 
nasimurium Bacteria; 

; Rothia. 

Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


ref|NR_025083.1 
2347826 234928 


Arthrobacter 
4 Arthrobacter 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; 
4 
strain ATCC 4992 
Bacteria; Actino 
Propioniferax. 

4 
strain K300 16S 


strain E42 16S r 
Tenericutes; Mol 
4 
equigenitalium s 
equigenitalium B 
4 
cinnamivorans st 
cinnamivorans Ba 


ATCC 700122 16S 
Actinobacteria; 


strain SIR-1 16S 
Proteobacteria; 


Spirochaetales; 
4 
strain 801 16S r 
Actinobacteria; 

4 
lacunarum strain 
lacunarum Bacter 
4 
saccharolyticum 

Halanaerobiales; 


strain DSM 20138 
Actinobacteria; 
4 
histidinolovoran 
histidinolovoran 
Micrococcaceae; 


strain DSM 20116 
Actinobacteria; 


congolense strai 
congolense Bacte 


strain PG43 16S 
Tenericutes; Mol 


strain Co53T 16S 
Spirochaetes; Sp 


michiganensis su 
Actinomycetales; 


funditum strain 
Bacteria; Firmic 


succinatimandens 
succinatimandens 
Petrobacter. 


419664 Bacteria_ 


strain CA15-8 16 
Actinobacteria; 


419664 Archaea_16S 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


CMN3 16S ribosoma 


19664 Bacteria_ 


19664 Bacteria_ 


19664 Bacteria_ 
Halanaerobium saccharolyticum subsp. 


419664 Bacteria_ 


19664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


419664 Bacteria_ 


Arthrobacter. 

16S 2358379 2358423 31 75 gi 
9 16S ribosomal RNA, partial sequence 
b 


16S 
r 


2362951 2362983 43 75 
ibosomal RNA, partial sequence 


gi 


16S 2366046 2366074 44 72 
ibosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 
16S 2367556 2367584 44 72 gi 
iG 
a 


16S 


gi 


2431316 2431340 48 72 


gi 
xs 
cteria; Firmicutes; Clostridia; 
16S 2520584 2520604 55 75 
ribosomal RNA, partial sequence 
Coriobacteridae; Coriobacteriales; 
16S 2731322 2731350 44 72 
ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; 
16S 2845577 2845597 55 75 

1 RNA, partial sequence 


Clostri 
gi 


Cori 
gi 


gi 


Ss 
16S 3007417 3007449 43 75 
ibosomal RNA, partial sequence 

Actinobacteridae; Actinomycetales; Micr 
16S 3373928 3373948 55 75 gi 
DSM 6640 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Halanaerobi 
16S 3376990 3377010 55 75 gi 
ubsp. senegalense strain DSM 7379 16S 


gi 


s 


Halanaerobiaceae; Halanaerobium. 
16S 3404248 3404276 47 75 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 3405778 3405806 47 75 gi 
s strain DSM 20115 16S ribosomal RNA, p 
s Bacteria; Actinobacteria; Actinobacte 
Arthrobacter. 

16S 3407305 3407333 47 75 gi 
Actinobacteridae; Actinomycetales; Micr 
16S 3677211 3677231 55 75 gi 
n SEBR 4224 16S ribosomal RNA, partial 

ria; Firmicutes; Clostridia; Halanaerob 
16S 3756394 3756422 44 72 gi 
ribosomal RNA, partial sequence 
licutes; Mycoplasmataceae; Mycoplasma. 
16S 3760978 3760998 55 75 gi 
ribosomal RNA, partial sequence 
irochaetales; 
16S 
b 


Spirochaetaceae; Borrelia 
3769863 3769919 44 99 gi 
species tessellarius strain 78181 16S 


Micrococcineae; Microbacteriaceae; Cla 
16S 3812250 3812274 48 72 gi 
pf3 16S ribosomal RNA, partial sequence 
utes; Lactobacillales; Carnobacteriacea 
16S 4122998 4123022 50 74 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


16S 4201003 4201031 47 75 

S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
10330 10374 56 99 gi 


gi 


acteria; Actinobacteridae; Actinomycet 


rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 


ain CIN1 16S ribosomal RNA, partial se 


219857489 
23569 
ales; 


219857486 


2361525 23629 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
419664 Bacteria_ 


ococcineae 
219857483 


2364627 23660 


219857482 
quence 

lasmatacea 
219857437 
quence 

diales; Ru 
219857364 


2519150 25206 


obacterine 
219857167 


2729867 27313 
Nann 


ocystineae 
219856894 


2844116 2845615 Borre 
pirochaetaceae; Borrelia; Borrelia bur 


gdorferi g 
219846919 


3005987 30074 


ococcineae 
219846668 
quence 

ales; Halo 
219846666 
ribosomal 


219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846642 
artial seq 
ridae; Act 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 


ococcineae 
219846453 
sequence 

iales; Hal 
219846395 


3754983 37564 


219846392 


3759507 37610 


219846385 
ribosomal 


vibacter. 
219846355 
38107 
Carnoba 
19846135 
sequence 
cteria; Rh 


e; 
2 


219846075 


4199561 42010 
ococcineae; 


265678822 


solfataricus strain IFO 15331 16S ribosomal RNA, partial sequence 


solfataricus Arc 


haea; Crenarchaeota; Thermoprotei; Sulf 


olobales; 


Prop 


ref 
ioni 
ref 


7 Mi 
ref 


ref 


e; M 
ref 


mino 
ref 
14 Ss] 
ae; 
ref 
; Na 
ref 
lia 
roup 
ref 
> Mi 
ref 


bact 
ref 
RNA, 


ref 


> Mi 
ref 
uenc 


inom 
ref 


7 Mi 
ref 


anae 
ref 


ref 


ref 
RNA, 
ref 


cter 
ref 


rs 


odoc 
ref 


7 Mi 


68 2358432 Propi 


2366137 23675 


2429869 24313 


50 Plesiocystis 


3372496 33739 


85 Arthrobacter 


45 Arthrobacter 


3675717 367724 


56 3812276 Carno 


121524 41230 


31 Arthrobacter 


NR_025077.1 
° 
bacterineae; 


NR_025074.1 


crobacteriac 
NR_025071.1 


NR_025070.1 
9 
ycoplasma. 
NR_025025.1 
5 
coccaceae; P 
NR_024952.1 


Coriobacteri 
NR_024795.1 


nnocystaceae 
NR_024713.1 
sinica Bacte 


NR_026511.1 


crobacteriac 
NR_026260.1 
5 
eroidaceae; 
NR_026258.1 
partial seq 


NR_026235.1 


crococcaceae 
NR_026234.1 
e 340433 
ycetales; Mi 


NR_026233.1 


crococcaceae 
NR_026044.1 


robiaceae; H 
NR_025986.1 


NR_025983.1 


NR_025976.1 
partial seq 


NR_025946.1 
b 
ium. 
NR_025725.1 
5 
O° 


yclales; Rh 


NR_025665.1 


crococcacea 


ref 


8883 


Sulf 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Papillibacter 
9 Papillibacter 
apillibacter. 

Slackia exigua strain 


lackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Borrelia sinica strain 
ria; Spirochaetes; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Halanaerobacter 

0 Halanaerobacter 

Halanaerobacter. 

Halanaerobium 

uence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Arthrobacter ilicis 


ilicis Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Carnobacterium 
acterium funditum 


Petrobacter 
2 Petrobacter 


docyclaceae; 


Arthrobacter koreensis 


koreensis Bacteria; 
e: 


Arthrobacter. 


v 


NR_029127.1 
10377 


olobaceae; S 


Sulfolobus 
Sulfolobus 
ulfolobus. 


419664 Archaea_16S 39680 39724 56 


strain 7 16S ribosomal RNA, partial sequence 38233 


Thermoprotei; Sulfolobales; 


419664 Archaea_16S 77104 77148 56 


thermautotrophicus Marburg 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Metha 


thermautotrophicus Archaea; 
Methanothermobacter. 
419664 Archaea_16S 

congolense C 16S 


162681 162725 56 


419664 Archaea_16S 211790 211834 56 
strain PL-19 16S ribosomal RNA, 


419664 Archaea_16S 146132 146181 51 
H4 16S ribosomal RNA, partial sequence 

Euryarchaeota; Halobacteria; 
419664 Archaea_16S 23662 
profundus strain 
Archaea; 
419664 Archaea_16S 


23706 56 


11850 11893 57 


Sulfolobaceae; 


Halobacteriales; 


99 gi| 265678307 

39727 Sulfo 
Sulfolobus. 

99 gi] 254971323 


99 


ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacter 


99 


complete sequence 
Crenarchaeota; Thermoprotei; Desulfurococcales; Pyrodictiaceae; P 


99 


144714 146185 Haloc 
Halobacteriaceae; H 


99 


AV18 16S ribosomal RNA, partial sequence 
Euryarchaeota; Archaeoglobi; Archaeoglobales; 


99 


strain Bl 16S ribosomal RNA, partial sequence 


Euryarchaeota; Halobacteria; 
419664 Archaea_16S 44190 
denitrificans $1 
Euryarchaeota; Halobacteria; 
419664 Archaea_16S 45709 45752 57 

172P1 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 


44233 57 


Halobacteriales; 


Halobacteriales; 


99 


16S ribosomal RNA, partial sequence 42769 44237 
Halobacteriaceae; H 


99 
44288 


Halobacteriaceae; Natrialba. 


Halobacteriaceae; N 


gi|254971257 
161275 16272 


gi|219846343 
210342 21183 


gi|254971268 


265678632 
22211 
Archaeoglo 
gi| 265678819 
10428 11897 


gi 


254971297 


gi 


gi|254971296 
45756 Natri 


ref|NR_028609.1 
lobus tokodaii 


ref|NR_028241.1 
75671 77152 


ref|NR_028175.1 
iaceae; Methanob 
ref |NR_025933.1 


yrodictium. 
ref |NR_028186.1 
occus dombrowski 
alococcus. 
ref |NR_028937.1 

23710 Archae 
baceae; Archaeog 
ref|NR_029124.1 


atrialba. 
ref |NR_028215.1 


aloferax. 
ref|NR_028214.1 
alba asiatica Ar 


Archaea; 


Sulfolobus tokodaii 
Crenarchaeota; 


Methanothermobacter 
Methanothermobacter 


nobacteriales; Methanobacteriaceae; 


Methanobacterium 


7 Methanobacterium congolense Archaea; 


acterium. 
Pyrodictium occultum 


8 Pyrodictium occultum Archaea; 


Halococcus dombrowskii 
i Archaea; 


Archaeoglobus 
oglobus profundus 
lobus. 

Natrialba taiwanensis 


Natrialba taiwanensis Archaea; 


Haloferax 


Haloferax denitrificans Archaea; 


Natrialba asiatica 
chaea; Euryarchaeota; 


419664 Archaea_16S 47229 47272 57 99 gi|254971295|ref|NR_028213.1| Haloferax gibbonsii 
Ma-2.38 16S ribosomal RNA, partial sequence 45807 47276 Haloferax gibbonsii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

419664 Archaea_16S 50273 50316 57 99 gi| 254971288 |ref|NR_028206.1| Halorubrum 
alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 48850 50320 Halorubrum alkaliphilum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

419664 Archaea_16S 57749 57792 57 99 gi|254971337|ref|NR_028255.1| Natronococcus occultus 
SP4 16S ribosomal RNA, partial sequence 56331 57794 Natronococcus occultus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

419664 Archaea_16S 62233 62276 57 99 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

419664 Archaea_16S 75572 75615 57 99 gi|254971324|ref|NR_028242.1| Methanosaeta concilii 
Opfikon 16S ribosomal RNA, partial sequence 74149 75620 Methanosaeta concilii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 

419664 Archaea_16S 89062 89105 57 99 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

419664 Archaea_16S 92068 92111 57 99 gi|254971312|ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

419664 Archaea_16S 95051 95094 57 99 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

419664 Archaea_16S 96571 96614 57 99 gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
16S ribosomal RNA, partial sequence 95149 96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

419664 Archaea_16S 99575 99618 57 99 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
JCM 9060 16S ribosomal RNA, partial sequence 98155 99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

419664 Archaea_16S 101092 101135 57 99 gi|254971305|ref|NR_028223.1| Natronobacterium 


gregoryi SP2 16S 
Euryarchaeota; Halobacteria; 
419664 Archaea_16S 105632 105675 57 


JCM 9100 16S ribosomal RNA, partial sequence 104213 105679 Halor 
Halobacteriaceae; H 


Euryarchaeota; Halobacteria; 
419664 Archaea_16S 110192 110235 57 
amylolyticus Ah-36 16S ribosomal RNA, 
Archaea; Euryarchaeota; Halobacteria; 
419664 Archaea_16S 113262 113305 

ATCC 33500 16S ribosomal RNA, partial 
Archaea; Euryarchaeota; Halobacteria; 
419664 Archaea_16S 116280 116323 57 

ZJ206 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 


Si 


Halobacteriales; 


Halobacteriaceae; 


ribosomal RNA, partial sequence 
Halobacteriales; 


99 


99 


partial sequence 10876 
Halobacteriales; 


99 


sequence 
Halobacteriales; 


99 


114855 116327 Haloferax larsenii Archaea; 
Haloferax. 


Halobacteriaceae; N 


99673 10113 


gi|254971302 


gi|254971299 
Halobacter 
gi|254971294 
111838 11330 
Halobacter 


atronobacterium. 
ref |NR_028220.1 
ubrum distributu 
alorubrum. 
ref|NR_028217.1 
6 110239 Natron 
iaceae; Natronoc 
ref |NR_028212.1 


iaceae; Halofera 


gi|254971291 


ref|NR_028209.1 


9 Natronobacterium gregoryi Archaea; 


Halorubrum distributum 
m Archaea; 


Natronococcus 

ococcus amylolyticus 
occus. 

Haloferax mediterranei 


9 Haloferax mediterranei ATCC 33500 


xs 
Haloferax larsenii 
Euryarchaeota; 


419664 Archaea_16S 117802 117845 57 99 gi| 254971290 
saccharevitans AB14 16S ribosomal RNA, partial sequence 11637 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
419664 Archaea_16S 120811 120854 57 99 gi| 254971287 
xinjiangense BD-1 16S ribosomal RNA, partial sequence 11938 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
419664 Archaea_16S 125245 125288 57 99 gi| 254971283 
AJ5 16S ribosomal RNA, partial sequence 123822 125292 Halob 
Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 
419664 Archaea_16S 126769 126812 57 99 gi| 254971281 
AJ2 16S ribosomal RNA, partial sequence 125343 126816 Natri 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 
419664 Archaea_16S 128289 128332 57 99 gi| 254971280 
8W8 16S ribosomal RNA, partial sequence 126867 128336 Halor 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 
419664 Archaea_16S 149102 149145 57 99 gi| 254971266 
blatticola PA 16S ribosomal RNA, partial sequence 147697 14914 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Metha 
419664 Archaea_16S 152104 152147 57 99 gi| 254971264 
semesiae MD1 16S ribosomal RNA, partial sequence 150703 15215 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcina 
419664 Archaea_16S 153626 153669 57 99 gi| 254971263 
chahannaoensis C112 16S ribosomal RNA, partial sequence 15220 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
419664 Archaea_16S 155150 155193 57 99 gi| 254971262 
tibetensis DS12 16S ribosomal RNA, partial sequence 153724 15519 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; H 
419664 Archaea_16S 158159 158202 57 99 gi| 254971260 
haloterrestris 135 16S ribosomal RNA, partial sequence 15675 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
419664 Archaea_16S 159680 159723 57 99 gi| 254971259 
hulunbeirensis X21 16S ribosomal RNA, partial sequence 15825 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
419664 Archaea_16S 164179 164222 57 99 gi| 254971256 
hollandica DMS1 16S ribosomal RNA, partial sequence 162778 16422 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Metha 
419664 Archaea_16S 170152 170195 57 99 gi| 254971252 
borinquense DSM 11551 16S ribosomal RNA, partial sequence 16874 
DSM 11551 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; 
419664 Archaea_16S 183489 183532 57 99 gi| 254971242 
4P 16S ribosomal RNA, partial sequence 182070 183536 Halor 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 
419664 Archaea_16S 186534 186577 57 99 gi| 254971240 
Aa 2.2 16S ribosomal RNA, partial sequence 185109 186581 Halof 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 
419664 Archaea_16S 195392 195435 57 99 gi| 254971233 
TM 16S ribosomal RNA, partial sequence 193968 195439 Halof 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; H 
419664 Archaea_16S 201343 201386 57 99 gi| 254971229 


tibetense GA33 1 
Euryarchaeota; H 


419664 Archaea_16S 


DSM 
ic 


strain Hvv3, 
Crenarchaeota; 


419664 Archaea_16S 


helgesonii strai 
Archaea; Euryarc 
4 
kodakarensis KOD 
Archaea; Euryarc 


419664 Archaea_16S 


thioreducens OGL 
Archaea; Euryarc 


419664 Archaea_16S 


BD-3 16S ribosom 
Euryarchaeota; H 


419664 Archaea_16S 


acidophilum 122- 
Archaea; Euryarc 
4 
TR-1 16S ribosom 
Halobacteria; Ha 


19664 Archaea_16S 


19664 Archaea_16S 


6S ribosomal RNA, partial sequence 
alobacteria; Halobacteriales; Halobacte 
4445 4489 56 99 gi 
2475 16S ribosomal RNA, partial sequen 
hermoprotei; Thermoproteales; Thermofil 
16216 16260 56 99 gi 
n PI1 16S ribosomal RNA, partial sequen 
haeota; Thermococci; Thermococcales; Th 
111730 111774 56 99 gi 
1 16S ribosomal RNA, partial sequence 

haeota; Thermococci; Thermococcales; Th 
156651 156695 56 99 gi 
-20P 16S ribosomal RNA, partial sequenc 
haeota; Thermococci; Thermococcales; Th 
42671 42714 57 99 gi 
al RNA, partial sequence 41247 
alobacteria; Halobacteriales; Halobacte 
86021 86064 57 99 gi 
1B2 16S ribosomal RNA, partial sequence 
haeota; Thermoplasmata; Thermoplasmatal 
87542 87585 57 99 gi 
al RNA, partial sequence 86118 
lobacteriales; Halobacteriaceae; Haloar 


199917 20139 


42718 


87589 


riaceae; N 
265678906 
ce 2983 
aceae; The 
265678754 
ce 14826 
ermococcac 
254971298 
11029 
ermococcac 
254971261 
e 15524 
ermococcac 
254971311 
Haloa 
riaceae; H 
254971317 
84597 
es; Thermo 


ref |NR_028208.1 
8 117849 Halote 
iaceae; Haloterr 
ref |NR_028205.1 
9 120858 Haloru 
iaceae; Halorubr 
ref|NR_028201.1 
iforma lacisalsi 


ref 
nema 


NR_028199.1 
altunense 


ref 
ubru: 


NR_028198.1 
m tibetense 
ref |NR_028184.1 


nosa 
ref 


rcinaceae; M 
NR_028182.1 
ceae; Methanosar 
ref|NR_028181.1 
2 153673 Natria 
iaceae; Natrialb 
ref|NR_028180.1 


alalkalicoccus. 
ref|NR_028178.1 
0 158206 Halobi 
iaceae; Halobifo 
ref|NR_028177.1 
7 #159727 Natria 
iaceae; Natrialb 
ref|NR_028174.1 


nosarcinaceae; M 
ref|NR_028170.1 
6 170196 Haloge 
Halobacteriaceae 
ref |NR_028160.1 
ubrum terrestre 


ref 
erax 


NR_028158.1 
lucentense 


ref 
erax 
aloferax. 
ref|NR_028147.1 
0 Natronorubrum 
atronorubrum. 
NR_029214.1 
Thermo 


NR_028151.1 
alexandrinu 


NR_029059.1 
16263 Palaeo 
eae; Palaeococcu 
ref |NR_028216.1 
0 111787 Thermo 
eae; Thermococcu 
ref |NR_028179.1 
8 156699 Thermo 
eae; Thermococcu 
ref |NR_028229.1 
rcula amylolytic 
aloarcula. 
ref |NR_028235.1 
86067 Thermo 
plasmataceae; Th 


254971316 


cula. 


Archaea; 


Haloterrigena 
rrigena saccharevitans 
igena. 

Halorubrum 
brum xinjiangense 
um. 

Halobiforma lacisalsi 
Archaea; Euryarchaeota; 


Natrinema altunense 
Euryarchaeota; 


Halorubrum tibetense 
Archaea; Euryarchaeota; 


Methanimicrococcus 


9 Methanimicrococcus blatticola 


ethanimicrococcus. 
Methanosarcina 


1 Methanosarcina semesiae Archaea; 


cina. 

Natrialba 
lba chahannaoensis 
a. 

Halalkalicoccus 


7 Halalkalicoccus tibetensis Archaea; 


Halobiforma 
forma haloterrestris 
rma. 
Natrialba 
lba hulunbeirensis 
a. 
Methanomethylovorans 


6 Methanomethylovorans hollandica 


ethanomethylovorans. 
Halogeometricum 
ometricum borinquense 
Halogeometricum. 
Halorubrum terrestre 
Archaea; Euryarchaeota; 


’ 


Haloferax lucentense 
Archaea; Euryarchaeota; 


Haloferax alexandrinus 
s Archaea; 


Natronorubrum 
tibetense Archaea; 


Thermofilum pendens 
filum pendens Archaea; 


Palaeococcus 
coccus helgesonii 
s. 
Thermococcus 
coccus kodakarensis KOD1 
Ss. 
Thermococcus 
coccus thioreducens 
s. 
Haloarcula amylolytica 
a Archaea; 


Thermoplasma 
plasma acidophilum 
ermoplasma. 


ref|NR_028234.1 


Haloarcula japonica 


Haloarcula japonica Archaea; Euryarchaeota; 


419664 Archaea_1 


Y-27 16S ribosomal RNA, partial sequence 
lobacteriales; 


alobacteria; Ha 
19664 Archaea_1 
ingdaonensis CM 
rchaea; Euryarc 
19664 Archaea_1 
strain KAW2/2 16 
Euryarchaeota; T 
419664 Archaea_1 
amelinensis 100 
rchaea; Euryarc 
19664 Archaea_1 


H 
4 
q 
A 
4 


rchaea; 
19664 Fungi_16S 
strain IFM 10035 
Actinobacteria; 

419664 Fungi_16S 
strain IFM 078 

Actinobacteria; 
419664 Fungi_16S 
strain IFM 057 

Actinobacteria; 
419664 Fungi_16S 
strain YZ-96 16S 
Actinobacteria; 

419664 Fungi_16S 


h 
A 
4 
s 
A 
4 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Nocardia. 
425026 Bacteria_16S 

capsulatus strain 
Proteob 
425026 Bacteria_16S 


Bacteria; 


norvegica strain 
Bacteria; 


Desulfuromusa. 


425026 Bacteria_16S 


strain Kysw2 16S 
Proteobacteria; 


Pelobacter. 


425026 Bacteria_16S 
strain 6111 16S r 
G 
425026 Bacteria_16S 
ferrugineus strai 
ferrugineus Bacte 


Proteobacteria; 


Cystobacteraceae; 


425026 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; 


thiophila strain 
Bacteria; Proteob 


425026 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


425026 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


425026 Bacteria_16S 


5 16S ribosomal RNA, partial sequence 
haeota; 


S ribosomal RNA, 
hermoplasmata; 


A6 16S ribosomal RNA, partial sequence 
haeota; 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; 


Proteob 
Thermodesulforhab 
425026 Bacteria_16S 
succinoxidans str 
succinoxidans Bac 


D 
425026 Bacteria_16S 
acetylenicus stra 
acetylenicus Bact 


G 
425026 Bacteria_16S 


6S 185011 185054 57 99 gi 
Halobacteriaceae; 


6S 53258 53300 51 92 


gi 
Halobacteria; Halobacteriales; 
210265 210288 76 99 gi 
complete sequence 
Thermoplasmatales; 
173131 173164 51 83 


6S 


6S gi 
Halobacteria; Halobacteriales; 


6S 202839 202872 51 83 gi 


alinarum strain 91-R6 16S ribosomal RNA, partial seque 
Euryarchaeota; 


Halobacteria; Halobacteriales; 
1453 1506 47 99 gi 
16S ribosomal RNA, partial sequence 1 


2962 3015 47 99 gi 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


4500 4553 47 99 gi 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


7616 7669 47 99 
ribosomal RNA, partial sequence 


gi 


Cory 


12083 12136 47 99 gi 


195619 195522 8 105 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
3777272 3777175 5 102 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 

142310 142210 5 105 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


143794 143694 5 105 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
200233 200133 5 105 gi 
in WoAcyl 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


gi 


699805 699706 5 105 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1987442 1987342 2 102 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 

2029991 2029887 1 105 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3161222 31611225 105 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3489888 3489788 5 105 gi 


gi 


gi 


eltaproteobacteria; 
3631206 3631106 5 105 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3774177 3774077 5 105 gi 


gi 


208822 21029 
Picro 


6163 


142594 14403 


698584 69993 
matiaceae; 


2028754 20301 
ma 


ce 
omonadales 


6S ribosomal RNA, partial sequence 3488653 34901 
Desulfuromonadales; 


3629961 36314 


254971241 


183587 185058 Haloa 
Haloar 


cula. 
254971282 
51837 


219846654 


philaceae; 
254971250 
17173 


219878416 
nce 20144 
Halobacter 
265678352 

1514 
nebacterin 
265678351 
3016 
nebacterin 
265678350 
4565 
nebacterin 
265678348 
7670 
nebacterin 
219857175 
al sequenc 
ae; Actino 


265678933 
ence 19438 


219846379 
nce 37759 
obacterale 


265678968 
equence 
eria; Desu 


265678967 
; Desulfur 
265678930 
equence 

ria; Desul 


265678583 


219878204 
sequence 
ia; Myxoco 


219878176 


tiaceae; 
219846815 
31599 


219846583 


; Desulfur 
219846485 
; Geobacte 
219846382 


Halobacter 


Halobacter 


occales; Methy 


ref 
reul 


NR_028159.1 
a hispanica 


ref |NR_028200.1 

53312 
iaceae; 
ref |NR_026246.1 


Pic 
ref 


rophilus. 
NR_028168.1 


iace 
ref 


ae; 
NR_025555.1 


iace 
ref 


ae; 
NR_028654.1 


Nocardiace 
NR_028653.1 


eae; 
ref 


Nocardiace 
NR_028652.1 


eae; 
ref 


Nocardiace 
NR_028650.1 


eae; 
ref 


eae; Nocardiace 
ref|NR_024803.1 
e 10639 12137 
mycetales; Coryn 
ref|NR_029241.1 
5 195842 Methyl 
lococcaceae; 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref|NR_029276.1 
141109 142543 
1lfuromonadales; 


ref |NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref |NR_029238.1 

198985 200521 
furomonadales; P 


ref |NR_028888.1 
Thiocystis. 

ref|NR_025343.1 
1986193 198770 
ccales; Cystobac 
ref|NR_025315.1 
Chromatium. 
ref|NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026077.1 


race 
ref 


ae; Geobacte 
NR_025973.1 


Haloco 
Halococc 


0 173164 Haloco 
Halococc 


1 202874 Haloba 
Halobact 


Haloarcula hispanica 
Archaea; Euryarchaeota; 


Halococcus 
ccus qingdaonensis 
us. 

Picrophilus oshimae 


1 Picrophilus oshimae Archaea; 


Halococcus 
ccus hamelinensis 
us. 

Halobacterium 
cterium salinarum 
erium. 

Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
a 


e; Nocardia. 
Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
a 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 
a 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
a 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Pelobacter 
Pelobacter 
elobacteraceae; 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Cystobacter 
9 Cystobacter 
terineae; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 
Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


cae) 
Desulfuromonas 


palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 


425026 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 
Clost 


metallireducens s 
metallireducens B 


425026 Bacteria_16S 
in OREX-4 16S ribosomal RNA, partial s 
Clostrid 


auripigmenti stra 
auripigmenti Bact 


425026 Bacteria_16S 


azotonutricium st 
azotonutricium Ba 


425026 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


strain N. Pfennig 
Proteobacteria; G 


425026 Bacteria_16S 
in IMV-B-3037 16S ribosomal RNA, parti 
Gammaproteobacte 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


425026 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


425026 Bacteria_16S 
in 1521 of Whittenbury 16S ribosomal R 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


whittenburyi stra 


Methylococcaceae; 


425026 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


425026 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


425026 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; G 


thiocyanoxidans s 
thiocyanoxidans B 
Thioalkalivibrio. 


425026 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


1245156 1245061 8 103 gi 
acteria; Firmicutes; 
1693639 1693544 8 


Clostridia; 
103 gi 
Firmicutes; Clostridia; 
2270503 2270405 3 101 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 
57289 57192 8 105 gi 


eria; 


58789 58692 

2711 16S ribosomal 
ammaproteobacteria; 
180293 180196 


8 105 gi 
Chromatiales; 
8 105 gi 


eria; Proteobacteria; 


191088 190991 8 105 
bosomal RNA, partial sequence 


gi 


194108 194011 8 105 gi 


Methylobacter. 


bosomal RNA, partial sequence 


902785 902688 8 105 gi 


teria; Proteobacteria; 


2284217 2284120 8 105 
bosomal RNA, partial sequence 


gi 


2287199 2287102 8 105 gi 
train ARh 2 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


2440231 2440134 8 105 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


425026 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


425026 Bacteria_16S 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 33891 


Proteobacteria; G 


425026 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


strain LK6 16S ri 
Proteobacteria; G 


2472150 2472053 8 105 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
3388953 3388856 8 105 gi 


ammaproteobacteria; Chromatiales; Chro 
3650986 3650889 8 105 gi 
S ribosomal RNA, partial sequence 


3652527 3652430 8 105 
bosomal RNA, complete sequence 


gi 


3693636 3693539 8 105 gi 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


425026 Bacteria_16S 


strain Kl 16S rib 
Proteobacteria; D 


425026 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


425026 Bacteria_16S 


limnaeus strain A 


acteria; Gammaproteobacteria; Methyloc 
860336 860236 5 105 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
1269218 12691185 105 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


1905237 19051375 105 gi 
26 16S ribosomal RNA, partial sequence 


2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
425026 Bacteria_16S 
RNA, partial seque 
Chro: 


189853 19130 
ammaproteobacteria; Methylococcales; M 


197129 197032 8 105 gi| 265678932 
bosomal RNA, partial sequence 195893 19735 
ammaproteobacteria; Methylococcales; Methylococc 

598077 597980 8 105 gi| 265678654 


596871 59824 
ammaproteobacteria; Chromatiales; Chro 
425026 Bacteria_16S 
ain ALJD 16S ribosomal RNA, partial se 
Gammaproteobact 


2282981 22844 
ammaproteobacteria; Methylococcales; M 
425026 Bacteria_16S 


3649747 36512 
ammaproteobacteria; Methylococcales; Met 
425026 Bacteria_16S 
3651286 36527 
ammaproteobacteria; Methylococcales; Met 
425026 Bacteria_16S 


859076 86059 


219857537 
1 sequence 
ridiales; 
219878412 
equence 

iales; Pep 
219857553 
sequence 

Spirochaet 
265679026 
nce 56079 
ales; Chro 
265679025 
nce 57580 
matiaceae; 
265678943 
al sequenc 
ria; Methy 


265678936 


ethylococc 
265678934 
NA, partia 


matiaceae; 
265678443 
quence 
eria; Chro 
219857544 


ethylococc 
219857541 
sequence 
cteria; Ch 


219857428 
sequence 
eria; Meth 


219857402 

24709 
ales; Ecto 
219846653 


matiaceae; 
219846471 


hylococe 
219846470 


hylococe 
219846442 

36924 
occales; M 
265678472 


; Geobacte 
219846421 
equence 


teria; Des 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 

Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Treponema 
9 Treponema 


ref|NR_025125.1 
1243915 124542 
Peptococcaceae; 
ref|NR_025551.1 
1692386 169391 
tococcaceae; Des 
ref|NR_025141.1 
2269277 227073 
aceae; Treponema 
ref|NR_029334.1 
57529 Thiocy 
iaceae; Thioc 
NR_029333.1 
59029 Thiocy 
iocystis. 
ref |NR_029251.1 
e 179074 180523 
lococcales; Meth 


Thiocystis gelatinosa 
stis gelatinosa 
ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


Methylococcus 
Methylococcus 
ylococcaceae; 


ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 

ref|NR_029242.1] Methylobacter 

1 sequence 192873 194334 
Methylococcales; 


ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 
ref|NR_028959.1| Thiobaca trueperi 

0 Thiobaca trueperi Bacteria; 


Thiobaca. 
ref|NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 
matiales; Ectothiorhodospiraceae; 
ref|NR_025132.1| Methylobacter marinus 


79 Methylobacter 
aceae; Methyloba 
ref|NR_025129.1 

2285990 228738 
romatiales; Ecto 


marinus Bacteria; 
cter. 
Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


ref|NR_025016.1 
2438995 244052 
ylococcales; Met 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


ref|NR_024990.1 
21 2472353 Thioal 


Thioalkalivibrio 

kalivibrio versutus 

thiorhodospiraceae; Thioalkalivibrio. 

ref|NR_026245.1| Rhabdochromatium 

93 Rhabdochromatium marinum Bacteria; 

Rhabdochromatium. 

ref|NR_026063.1| Methylocaldum gracile 

35 Methylocaldum gracile Bacteria; 

aceae; Methylocaldum. 

ref|NR_026062.1| Methylocaldum tepidum 

76 Methylocaldum tepidum Bacteria; 

aceae; Methylocaldum. 

ref|NR_026033.1| Methylosphaera 

15 3693865 Methylosphaera hansonii 

ethylococcaceae; Methylosphaera. 

ref|NR_028775.1| Geobacter thiogenes 

6 Geobacter thiogenes Bacteria; 

raceae; Geobacter. 

ref|NR_026012.1] Desulfuromonas 
1267974 1269475 Desulfuromonas 


ulfuromonadales; Desulfuromonadaceae; 


219878260 
19040 


ref |NR_025399.1| Thioalkalicoccus 
81 1905405 Thioalkalicoccus limnaeus 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thioalkalicoccus. 


425026 Bacteria_16S 
strain Dfrl 16S r 
D 


Proteobacteria; 


strain ASpGl1 16S 
Spirochaetes; Spi 


425026 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


425026 Bacteria_16S 
strain 22 16S rib 
Clost 
425026 Bacteria_16S 
n DSM 14366 16S ribosomal RNA, partial 


Firmicutes; 


albertensis strai 


3632731 36326315 105 
ibosomal RNA, partial sequence 


gi 


793318 793219 5 104 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
3317328 33172295 104 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
201811 201709 2 104 
osomal RNA, partial sequence 
ridia; Clostridiales; 
563578 563488 15 


gi 


gi 


gi 


105 gi 


eltaproteobacteria; Desulfuromonadales 
425026 Bacteria_16S 


219846484 


3631486 36329 
Geobacte 


’ 


265678517 


792094 79356 
Spirocha 


eta. 
219846709 


3316113 33175 
Spirocha 


eta. 
265678929 


200572 20203 
Clostridiales Fa 


ref |NR_026076.1 


race 
ref 


ae; Geobact 
NR_028820.1 


ref 


NR_026301.1 


ref |NR_029237.1 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 
e 


r. 
Spirochaeta americana 


0 Spirochaeta americana Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


mily XI. Incertae Sedis; Helcococcus. 
265678677|ref|NR_028982.1| Acidithiobacillus 
sequence 562358 563851 Acidithiobacillus 


albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 

425026 Bacteria_16S 728600 728500 5 105 gi| 265678563 |ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
425026 Bacteria_16S 733108 733014 8 102 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

425026 Bacteria_16S 2884281 2884187 8 102 gi|219856869|ref|NR_024688.1| Thermacetogenium 


phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 28845 


Firmicutes; Clost 


425026 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillale 


caldus strain KU 
Proteobacteria; 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


425026 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


425026 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


425026 Bacteria_16S 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
425026 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


425026 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


425026 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


425026 Bacteria_16S 


buryatense strain 
Bacteria; Proteob 


425026 Bacteria_16S 


flavipulchra stra 
flavipulchra Bact 
Pseudoalteromonas 


425026 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


425026 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


425026 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 


Pseudoalteromonas. 


G 
425026 Bacteria_16S 


ridia; Thermoanaerobacterales; 


2997995 2997905 15 105 gi 


3719085 3718987 7 105 gi 
DSM 6132 16S ribosomal RNA, partial s 


94921 94824 7 104 
bosomal RNA, complete sequence 
bacillales; Lactobacillaceae; Lactobac 


734530 734433 8 105 gi 


gi 


4270 16S ribosomal RNA, partial sequen 


acteria; Gammaproteobacteria; Chromati 
813276 813179 8 105 gi 


1403764 1403667 8 105 gi 
16S ribosomal RNA, partial sequence 


1418855 1418754 3 104 gi 


ridia; Clostridiales; Clostridiales Fa 
1766785 1766688 8 105 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
2278130 2278033 8 105 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2291678 2291581 8 105 gi 
in NCIMB2033 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
2412926 2412829 8 105 gi 
ain AML-D4 16S ribosomal RNA, partial 

teria; Proteobacteria; Gammaproteobact 


2414490 2414393 8 105 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2447871 2447774 8 105 gi 
n KMM636 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


gi 


425026 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 


2470645 2470548 8 105 gi 


Thermoa 


ia; Proteobacteria; Gammaproteobacteri 


93645 


acteria; Gammaproteobacteria; Alteromo 


219846925 


S; 
219846424 

equence 

a; 


265679000 
95214 
illus. 
265678559 
ce 73331 
ales; 
265678504 
nce 81203 
ales; 
219857444 
14026 
nadales; 


224581446 


16S ribosomal RNA, partial sequence 1417633 14190 


mily XI. I 
219878360 
ence 17655 
ales; Ecto 
219857548 
e 22768 
occales; 
219857538 
1 sequence 
ria; Alter 


219857452 
sequence 


eria; Meth 


219857451 


2413261 24147 


ethylococc 
219857421 
quence 

ia; Altero: 


, 


219857403 


naerobacte 


Acidith 


Chromat 


Chro: 


Ecto 


P 


M 


race 
ref 


ae; Thermace 
NR_026517.1 


iobacillaceae; 
ref|NR_026015.1 

3717841 371934 
iales; Halothiob 


ref|NR_029308.1 
Lactobacillus 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028807.1 
5 813508 Thioal 
thiorhodospirace 
ref |NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


ref |NR_027228.1 
ncertae Sedis; H 
ref|NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref |NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025126.1 
2290487 229196 
omonadales; Pseu 


ref|NR_025040.1 

2411699 241321 
ylococcales; Met 
ref|NR_025039.1 
aceae; Methylosa 
ref|NR_025009.1 

2446675 244812 
monadales; Pseud 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Lactobacillus lindneri 
lindneri Bacteria; 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Pseudoalteromonas 

9 Pseudoalteromonas 
doalteromonadaceae; 


Methylosarcina 
0 Methylosarcina 


hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 

Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


ref|NR_024991.1 


Thioalkalivibrio 


2469412 2470870 Thioalkalivibrio nitratis 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


425026 Bacteria_1 
strain IST7 16S r 
Spi 
425026 Bacteria_1 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
stanieri Bacteria 


Spirochaetes; 


Marinobacterium. 


425026 Bacteria_1 
jannaschii strain 
jannaschii Bacter 


Marinobacterium. 


425026 Bacteria_1 


thiosulfatigenes 
thiosulfatigenes 


425026 Bacteria_16S 
pedioforme strain 
pedioforme Bacter 
425026 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; 
Bacteria; 


strain Co53T 16S 
Spirochaetes; 


strain 172 16S ri 


Proteobacteria; 


Spirochaetes; 


Bacteria; Spiroch 


425026 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


425026 Bacteria_16S 
australis strain 9802892 16S ribosomal RNA, pa 
australis Bacteria; Proteobacteria; Gammaproteobacteria; 


asymbiotica subsp 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 


425026 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


425026 Bacteria_16S 


luminescens subsp 


G 
425026 Bacteria_16S 
szegediense strai 
Proteob 
425026 Bacteria_16S 


Spi 
425026 Bacteria_16S 


D 
425026 Bacteria_16S 
strain HT31 16S r 
Spi 
425026 Bacteria_16S 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 


G 
425026 Bacteria_16S 


6S 2694829 2694728 3 104 
ibosomal RNA, partial sequence 
rochaetales; 
6S 2867021 2866924 8 


gi 


105 gi 


; Proteobacteria; Gammaproteobacteria; 


6S 2934241 2934144 8 105 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


6S 3028267 30281705 102 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3150393 3150296 8 105 gi 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3173274 3173177 8 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
3649447 3649350 8 105 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3760741 3760640 3 104 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3762311 3762214 5 102 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3934043 3933942 3 104 gi 
ibosomal RNA, partial sequence 
rochaetales; 
16201 


Spirochaetaceae; Borrelia 
16105 5 101 gi 


aetes; Spirochaetales; Leptospiraceae; 
280999 280903 5 101 gi 


rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 
400924 400824 5 105 gi 


; Enterobacteriaceae; Photorhabdus. 


419503 419403 5 105 
bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
459590 459490 5 105 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


517656 517556 5 105 gi 
thracensis strain 39-8 16S ribosomal 


219857192 


2693690 26949 
Spirochaetaceae; Borrelia. 


219856880 
equence 


219856834 
sequence 
a; 


219846905 
ia 
tridiales; 
219846822 
equence 
a; 

219846806 


3172065 31735 


matiaceae; 
219846472 
nce 36482 
occales; 
219846392 


3759507 37610 


219846391 


3761076 37625 
Geobacte 


, 


219846271 


3932829 39341 


265679053 
al sequenc 
Leptospir 
265678873 
quence 
teria; Des 


265678788 


265678775 


418286 41972 
Halomonad 


265678745 
1 sequence 
ria; 


265678707 
RNA, 


Alteromon 


Alteromonad 


1 sequen 


Chromat 


M 


Pseud 


comp 


ref|NR_024820.1| Borrelia turcica 
59 Borrelia turcica Bacteria; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


ref|NR_024699.1 
2865789 286730 
adales; Alteromo 


ref|NR_024653.1 
2933018 293448 
ales; Altero 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


ref|NR_026497.1 

ce 3027026 302853 

Peptococcaceae; 

ref|NR_026414.1 
3 


149167 315062 


Desulfonispora 
2 Desulfonispora 
Desulfonispora. 
Thiolamprovum 
5 Thiolamprovum 
iales; Chromatiaceae; Thiolamprovum. 
ref|NR_026398.1| Thiorhodococcus minor 
14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus 
ref |NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; Methylocaldum. 
ref|NR_025983.1| Borrelia coriaceae 
25 Borrelia coriaceae Bacteria; 


Methylocaldum 
ocaldum szegediense 


ref|NR_025982.1| Geobacter chapelleii 
47 Geobacter chapelleii Bacteria; 
raceae; Geobacter. 

ref|NR_025861.1| Borrelia miyamotoi 
96 Borrelia miyamotoi Bacteria; 


ref|NR_029361.1| Leptospira interrogans 
e 15032 16427 Leptospira interrogans 
a. 
ref|NR_029179.1] Geobacter 

279814 281221 Geobacter 
ulfuromonadales; Geobacteraceae; 
ref|NR_029093.1] Photorhabdus 
rtial sequence 399669 401215 


ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 


aceae; Halomonas. 
ref|NR_029050.1| Pseudomonas 
458401 459808 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_029012.1] Photorhabdus 
lete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


425026 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


425026 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


425026 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


425026 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


425026 Bacteria_16S 


strain M39 16S ri 


; Enterobacteriaceae; Photorhabdus. 


519221 519121 5 105 gi 
» kayaii strain 1121 16S ribosomal RNA 
Photorhabdus. 

722327 722227 5 105 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723913 723813 5 105 gi 
laumondii strain TTO1 16S ribosomal 


e; 
gi 


; Enterobacteriaceae; Photorhabdus. 


725496 725396 5 105 gi 
akhurstii strain FRGO4 16S ribosomal 


; Enterobacteriaceae; Photorhabdus. 


265678706 
, complete 


- kayaii Bacteria; Proteobacteria; Gammaproteoba 


265678567 


721087 72261 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


788681 788581 5 105 
bosomal RNA, partial sequence 


gi 


ref|NR_029011.1] Photorhabdus 

sequence 517982 519496 Photorhabdus 
cteria; Enterobacteriales; 
ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 
ref|NR_028870.1] Photorhabdus 
al sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


ref 
ial 


NR_028869.1 
sequence 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


265678520 


ref|NR_028824.1| Methylophaga alcalica 


787469 788962 Methylophaga alcalica Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


425026 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


425026 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


425026 Bacteria_16S 


strain Esulfidel 


Proteobacteria; G 


425026 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


425026 Bacteria_16S 


sarecensis strain 
Bacteria; Proteob 


425026 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


425026 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


425026 Bacteria_16S 


strain LMG 2096 
Proteobacteria; G 


425026 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


425026 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


425026 Bacteria_16S 


strain DSM 30118 


Proteobacteria; G 


425026 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


425026 Bacteria_16S 


strain NCIMB 8633 
Proteobacteria; G 


425026 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


425026 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


425026 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


425026 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


425026 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


425026 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


425026 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


425026 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


425026 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


425026 Bacteria_16S 


1211945 12118455 105 gi 
rain Slthf2 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


s 
te 


1214915 12148155 105 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1216395 1216295 5 105 gi 


gi 


ammaproteobacteria; Oceanospirillales; 
1228452 12283525 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1276580 1276480 5 105 gi 
LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
1459991 14598915 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1579336 15792365 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1784812 17847125 105 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1864014 18639145 105 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865596 1865496 5 105 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


ce 
iy 


E 


se 


H 


ne 
ir 


s 
a; 
1998244 19981445 


105 gi 


ammaproteobacteria; Enterobacteriales; E 
2171593 2171493 5 105 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2173144 2173044 5 105 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2425283 2425187 8 104 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2529454 25293545 105 gi 


se 


se 


al 


ammaproteobacteria; Pseudomonadales; P 
2816481 2816381 5 105 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


se 


eq 
ia 


2859339 2859239 5 105 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
3052655 3052555 5 105 gi 


na 


eltaproteobacteria; Desulfuromonadales; 


3300612 3300512 5 105 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


qu 
er 


3382906 3382806 5 105 gi 
ATCC 33146 16S ribosomal RNA, complete 
ia; Proteobacteria; Gammaproteobacteria; 
3384444 3384344 5 105 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Thiotrichales; Pis 
3629622 3629522 5 105 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 


ci 


na 


224581438 


equence 
ria; Oce 


224581436 
1213697 12151 
Halomonad 
224581404 
16S ribosomal RNA, partial sequence 1215201 12166 
Halomonad 
219878281 
1227244 12287 
seudomonad 
219846179 


12753 
illales; 


224581413 
1458766 14602 


nterobac 


219846381 
1578118 15795 
udomonad 
219878347 


17835 


e 18627 
illales; 


219878291 


equence 
Oceanos 


219878197 
16S ribosomal RNA, partial sequence 1997016 19985 


nterobac 


219857621 


21703 
udomonad 


219857620 


21719 
udomonad 


219857442 


24240 


es; Halo 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 


udomonad 


219856913 


uence 
Pseudo: 


, 


219856885 


28581 
dales; P 


219846887 
S ribosomal RNA, complete sequence 3051418 30529 


Pelobact 


219846721 


ence 


ia; Thio 


219846661 


sequence 
Thiotri 


219846660 


33832 
ricketts 


219846486 


36283 
dales; P 


3886685 3886589 5 101 gi 


alomonad 
219878292 


ref|NR_027220.1 
1210750 121215 
anospirillales; 
ref|NR_027218.1 


acea 
ref 


e; Halomona 
NR_027185.1 


acea 
ref 


e; Halomona 
NR_025420.1 


aceae; Cellvibri 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_027194.1 


teri 
ref 


aceae; Xenor 
NR_025972.1 


aceae; Pseudomon 
ref|NR_025486.1 
87 1785079 Halomo 
aceae; Halomonas 
ref|/NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025430.1 

1864353 186588 
pirillales; Halo 


ref |NR_025336.1 
teriaceae; Prote 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref |NR_024946.1 
aceae; Pseudomon 
ref |NR_024734.1 

2815260 281674 
monadales; Pseud 


ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_026479.1 
eraceae; Malonom 
NR_026313.1 
3299393 330087 
hales; Pisci 


ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


ref|NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 


219846305 


metallireducens strain GS-15 16S ribosomal RNA, partial sequence 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
s. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


O. 
Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Halomonas muralis 
nas muralis Bacteria; 
Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 
Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 
Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Pseudomonas 

8 Pseudomonas 

omonadaceae; 


Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


onas. 
Methylophaga 

9 Methylophaga 

rickettsiaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 


ref|NR_025895.1 
3885428 388697 


Geobacter 
3 Geobacter 


metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


Geobacter. 


425026 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


425026 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


425026 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


425026 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


425026 Bacteria_16S 


silvestris strain 
silvestris Bacter 


425026 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


425026 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


425026 Bacteria_16S 


strain LYP 16S ri 
Proteobacteria; D 


425026 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


425026 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


425026 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


425026 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


425026 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


425026 Bacteria_16S 


restrictus strain 
restrictus Bacter 


425026 Bacteria_16S 


chlororespirans s 
chlororespirans B 


425026 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 


425026 Bacteria_16S 


antarctica strain 
Bacteria; Proteob 


Pseudoalteromonas. 
425026 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


425026 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


425026 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


G 
425026 Bacteria_16S 


ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
125578 125499 5 84 gi 
in NSP M-1 16S ribosomal RNA, partial 
eria; Nitrospirae; Nitrospirales; Nitr 
731545 731446 6 105 gi 
HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
802547 802452 7 102 gi 
in C21 16S ribosomal RNA, complete seq 
eria; Firmicutes; Clostridia; Clostrid 


Ss; 


ue 
ce 


ue 


1341930 1341835 8 103 gi 
DCB-2 16S ribosomal RNA, partial seque 
irmicutes; Clostridia; Clostridiales; 
2473658 2473559 5 104 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
2548623 2548529 8 103 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2905375 2905280 7 102 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


ne 


Ss; 


oc 


ue 
al 


3121869 31217705 104 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3123416 31233175 104 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3155004 3154909 8 103 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3666388 3666293 8 103 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 


eq 
11 


en 
ur 


en 
oc 


qu 
le 


113641 11518 


Sy 


265678979 
sequence 
ospiraceae 
265678561 


nce 
ae; 


265678511 


nce 


iales; 


228721140 


e 


Peptococca 
219857401 
2472404 24737 


Sy 


219857345 


cac 


219856853 


nce 
es; 


219846841 


uen 
ace 


ce 
ini 


219846819 


ce 
cac 


219846461 


enc 
S; 


3686052 3685957 8 103 gi 
train Co23 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
10131 10041 15 105 gi 
2 16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 
82713 82623 15 105 gi 
NF3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


ce 


128604 128514 15 105 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


e 


178808 178718 
16S ribosomal RNA, 
ammaproteobacteria; Aeromonadales; Aer 
215782 215685 7 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


15 105 gi 
partial sequence 


425026 Bacteria_16S 


293256 293166 15 105 gi 


219846447 
sequence 

ridiales; 
265679057 
nadales; 
265679009 
nadales; 
265678977 
nadales; 
265678944 
omonadacea 
265678919 
214535 21600 


Halomonad 
265678865 


ntrop 


Soli 


Clo 


13406 


ntrop 
25473 
eae; 


Clos 


ce 
ae; 


31221 
bacil 


31537 
eae; 


e 
Pepto 


8961 


P 


81499 
P 


12740 
P 


17756 


hace 
ref 


; Ni 
ref 


baci 
ref 


stri 
ref 


ceae 
ref 


hace 
ref 


Desu 
ref 


trid 


ref 


w 


ref 


lus 
ref 


Desu 
ref 


cocc 
ref 


Pept 
ref 


ref 
seud 
ref 


e; A 
ref 


acea 


124349 12586 


730321 73182 


801287 80283 


74 1342203 Desul 


74 2548878 Desulf 


2904128 290561 


120644 31221 
Aneur 
219846840 
91 3123687 Ammon 


64 3155274 Desul 


3665143 36666 


3684807 36863 


9 128819 Pseudo 


4 179023 Aeromo 


ae; Syntroph 
NR_029287.1 
7 
trospira. 
NR_028865.1 
7 
llus. 
NR_028814.1 


foe) 


diales Famil 
NR_027603.1 

£ 
; Desulfitob 
NR_024989.1 


ae; Smithell 
NR_024933.1 


1lfosporosinu 
NR_024672.1 


iales Family 


NR_026433.1 
4 
inibacillus 
NR_026432.1 
ak 
group; Ammon 
NR_026411.1 
£ 
1fosporosinu 
NR_026053.1 


aceae; Dehal 
NR_026038.1 
1 
ococcaceae; 
NR_029365.1 
Pseudo 
teromonad 


. 029317.1 
Pseudo 
teromonad 


NR_029285.1 


oalteromonad 
NR_029252.1 


eromonas. 
NR_029227.1 


e; 


ref 


3914133 3914033 5 105 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
osomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

98060 97961 5 104 gi|265678998|ref|NR_029306.1| Desulfocapsa 
ain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

113292 113193 5 104 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 

ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

114891 114792 5 104 gi| 265678986 |ref|NR_029294.1| Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Nitrospira 
Nitrospira 


Solibacillus 
Solibacillus 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Desulfosporosinus 
osporosinus meridiei 
Ss. 

Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 

Desulfosporosinus 
osporosinus orientis 
s. 
Dehalobacter 
8 Dehalobacter 
obacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Pseudoalteromonas 
alteromonas espejiana 


aceae; 


Aeromonas punctata 
nas punctata Bacteria; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 
Halomonas. 


NR_029171.1 


actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 


Aggregatibacter 
292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 


425026 Bacteria_ 


mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas. 


425026 Bacteria_ 


strain Mll 16S ri 
G 


Proteobacteria; 
425026 Bacteria_ 
phenolica strain 
Bacteria; 


425026 Bacteria_ 
strain CFBP 5236 
Proteobacteria; 

425026 Bacteria_ 
elyakovii strain 


elyakovii Bacteri 
Pseudoalteromonas 


425026 Bacteria_ 


aurantiaca strain 
Gemmatii 


Bacteria; 
425026 Bacteria_ 


9187 strain TA 4r 
Proteob 


Bacteria; 
425026 Bacteria_ 


strain ATCC 29914 
G 
Bacteria_1 
smithia st 
smithia Ba 
Bacteria_1 


Proteobacteria; 
425026 
subsp. 
subsp. 
425026 
strain CCUG 47334 
Bacteria; 


strain IBS S6874 
Proteobacteria; 


Pseudoalteromonas 


425026 Bacteria_16S 
strain HK85 16S r 
G 
425026 Bacteria_16S 


Proteobacteria; 


strain L1/68 16S 
Proteobacteria; 


strain DSM 5000 1 
Proteobacteria; 


proteamaculans st 
proteamaculans Ba 
Serratia. 


425026 Bacteria_16S 


strain DSM 30063 
Proteobacteria; 


strain DSM 4576 1 
Proteobacteria; 


strain DSM 12358 
Proteobacteria; 


strain DSM 4594 1 
Proteobacteria; G 


425026 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


425026 Bacteria_16S 


proteus strain 42 


Proteob 
Pseudoalteromonas. 


G 


Firmicu 
425026 Bacteria_1 


G 
425026 Bacteria_1 
agarivorans strai 
agarivorans Bacte 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


16S 548166 548076 15 105 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 
16S 628576 628486 15 105 
bosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
16S 810175 810085 15 105 gi 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


gi 


16S 845239 845149 15 105 gi 
ammaproteobacteria; Enterobacteriales; 
16S 938307 938217 15 105 gi 
KMM 162 16S ribosomal RNA, partial seq 


a; Proteobacteria; Gammaproteobacteria 


v 


16S 1399287 1399193 8 102 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
16S 1496436 1496346 15 105 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
16S 1553808 1553718 15 105 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
6S 1571715 1571625 15 105 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
6S 1614492 1614394 3 101 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostr 
6S 1646408 1646318 15 105 gi 


ammaproteobacteria; Aeromonadales; Aer 
6S 1754675 1754585 15 105 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
1876206 1876116 15 105 
ibosomal RNA, partial sequence 


gi 


ammaproteobacteria; Enterobacteriales; 
1990515 1990425 15 105 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


al 


1992063 1991973 15 105 gi 
ammaproteobacteria; Enterobacteriales; 
1993606 1993516 15 105 gi 


E 


ammaproteobacteria; Enterobacteriales; 
1995153 1995063 15 105 gi 


E 


ammaproteobacteria; Enterobacteriales; 
1996689 1996599 15 105 gi 


E 


ammaproteobacteria; Enterobacteriales; E 


1999773 1999683 15 105 gi 

ia; Enterobacteriales; Enterobacteriac 
2001307 2001217 15 105 gi 

16S ribosomal RNA, partial sequence 


ea 


da 


E 


al 


te 


id 


eq 
ia 


E 


te. 


nce 


, 


e; 


265678687 
ial sequen 
cteria; Al 


265678633 
627341 62884 
Enterobac 
265678506 
ence 80896 
nadales; 


265678483 
16S ribosomal RNA, partial sequence 844000 84550 
Enterobac 
265678420 
uence 
Alteromo 


228715357 
13980 
nadaceae; 
219846691 
14952 
les; 
219857220 
15525 
nterobac 
219878156 
sequenc 
ria; Aer 
219878467 


16 


iales Family 
219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 
219878370 
uence 

Altero: 


219878284 
1874987 18764 


ammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus 
1927933 1927835 7 105 gi| 219878243 |ref|NR_025382.1 
ribosomal RNA, partial sequence 1926697 19282 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzsch 
1988966 1988876 15 105 gi| 219878203 |ref|NR_025342.1 
6S ribosomal RNA, partial sequence 1987760 19892 


nterobac 
219878202 

sequenc 
ria; 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 
nterobac 
219878200 
6S ribosomal RNA, partial sequence 1992387 19938 
nterobac 
219878199 
16S ribosomal RNA, partial sequence 1993927 19 
ntero 
219878198 
6S ribosomal RNA, partial sequence 1995493 19 
ntero 
219878196 
somal RNA, partial sequence 1998561 2000045 Pr 


PY 


ref |NR_028992.1 
ce 546976 548458 
teromonadales; 
ref |NR_028938.1 
teriaceae; Morg 
ref|NR_028809.1 
8 810417 Pseud 
Pseudoalteromona 


ref |NR_028786.1 
teriaceae; Sams 
ref |NR_028722.1 

937095 938588 
nadales; Pseudo 


ref|NR_027529.1 
Gemmatimonas. 

ref |NR_026283.1 
Aeromonadaceae; Tol 
ref|NR_024848.1 
80 1554073 Provi 
teriaceae; Provi 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025606.1 
59 1614770 Helcoc 
XI. Incerta 
NR_025585.1 


132 
ref 


e; Aeromonas. 
ref|NR_025509.1 

1753455 175495 
monadales; Pseud 


ref |NR_025423.1 


teriaceae; 
ref |NR_025341.1 
e 1989290 199079 
Enterobacteriales; 


ref |NR_025340.1 


teri 
ref 


aceae; Serra 
NR_025339.1 


teri 
ref 


aceae; Serra 
NR_025338.1 
954 
bacteri 


ref 


aceae; Serra 
NR_025337.1 
969 
bacteri 
ref 
a fo 
a. 


aceae; Rahne 
NR_025335.1 
agi ntium Bacter 


agi 


P 


fo) 
d 


a 


84 1399529 Gemmat 


67 1496682 Tolumo 


Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Morganella morganii 


2 Morganella morganii Bacteria; 
a 


nella. 

Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 
Bes 


nia. 
Pseudoalteromonas 
Pseudoalteromonas 

1lteromonadaceae; 


Gemmatimonas 
imonas aurantiaca T-27 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Providencia stuartii 


dencia stuartii Bacteria; 


dencia. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Helcococcus sueciensis 
occus sueciensis 
e Sedis; Helcococcus. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Serratia 
1 Serratia 
Enterobacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


lla. 
Pragia fontium strain 
ia; Proteobacteria; 


219878195 


ref |NR_025334.1 


Obesumbacterium 


2000096 2001585 Obesumbacterium proteus 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Obesumbacterium. 


425026 Bacteria_16S 
strain Eb 13/82 1 
Proteobacteria; 
425026 Bacteria_16S 
strain LMG 317541 
Proteobacteria; 
425026 Bacteria_16S 
carotovorum subsp. 


2004375 2004285 15 


2026998 2026908 15 


2028440 2028350 15 


105 


105 


105 


gi 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aer 


gi 


odoriferum strain LMG 17566 16S ribo 


219878193 


6S ribosomal RNA, partial sequence 2003168 20046 
Gammaproteobacteria; Enterobacteriales; 


219878178 


219878177 
somal RNA, 


Enterobacteriaceae; 


20257 
omonadaceae; 


ref|NR_025332.1| Budvicia aquatica 
48 Budvicia aquatica Bacteria; 
Budvicia. 


ref|NR_025317.1| Aeromonas popoffii 


59 2027165 Aeromonas popoffii Bacteria; 
Aeromonas. 
ref|NR_025316.1| Pectobacterium 


partial sequence 2027216 2028703 


Pectobacterium carotovorum subsp. odoriferum Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 
425026 Bacteria_16S 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
425026 Bacteria_16S 


issachenkonii strain KMM 3549 16S ribosomal RNA, partia 
issachenkonii Bacteria; 


Pseudoalteromonas. 


Enterobacteriaceae; 


2272003 2271913 15 


2273476 2273386 15 


Proteobacteria; 


105 


105 


Pectobacterium. 


gi 


gi 


425026 Bacteria_ 


subsp. pectinolytica strain 34mel 16S ribosomal RNA, pa 
salmonicida subsp. 


Aeromonadaceae; 
425026 Bacteria_ 


granulomatis strain ATCC 49244 16S ribosomal RNA, parti 
granulomatis Bacteria; 


425026 Bacteria_ 
strain HPA92 16S 
Proteobacteria; 

425026 Bacteria_ 


strain 177 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Actinobacillus. 


425026 Bacteria_16S 
strain ATCC 12775 


Proteobacteria; 


425026 Bacteria_16S 
strain LMG 2542 1 


Proteobacteria; 


425026 Bacteria_16S 
resinovorans strain LMG 2274 16S ribosomal RNA, partial 
resinovorans Bacteria; 


Pseudomonas. 


425026 Bacteria_16S 
strain Z-7692 16S 


Spirochaetes; 


Spirochaetes; 


strain ATCC 49336 
Proteobacteria; 


425026 Bacteria_16S 
rubra strain ATCC 


Bacteria; 


Pseudoalteromonas 


425026 Bacteria_16S 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; Alte 


luteoviolacea Bac 
Pseudoalteromonas 


425026 Bacteria_16S 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial seque 
Pseudoalteromonas ca 
Pseudoalteromonadaceae; 
425026 Bacteria_16S 


Aeromonas. 


Spirochaetales; 
425026 Bacteria_16S 
strain Z-7591 16S 
Spirochaetales; 
425026 Bacteria_16S 


16S 2456998 2456908 15 105 


gi 
pectinolytica Bacteria; Proteobacter 


16S 2600740 2600650 15 105 


gi 
Proteobacteria; Gammaproteobacte 


16S 2602294 2602204 15 105 gi 
ribosomal RNA, partial sequence 


16S 2603848 2603758 15 105 gi 


2639216 2639126 15 105 


gi 


rt 
ia; 


al 
ria; 


2601060 26025 
Gammaproteobacteria; Pasteurellales; Past 
2602614 26041 
Gammaproteobacteria; Pasteurellales; Pa 
425026 Bacteria_16S 
succinogenes strain 130Z 16S ribosomal RNA, partial sequence 
succinogenes Bacteria; 


st 


Proteobacteria; 


3315805 3315707 3 101 
ribosomal RNA, partial sequence 
Spirochaetaceae; 
3318849 3318751 3 101 
ribosomal RNA, partial sequence 
Spirochaetaceae; 


gi 


gi 


3387441 3387343 7 105 gi|219846658 
16S ribosomal RNA, partial sequence 33862 
Gammaproteobacteria; Oceanospirillales; Halomonad 


3420624 3420534 15 105 gi 


3422102 3422012 15 105 gi 


Proteobacteria; 


3423586 3423496 15 105 


gi 


teria; Proteobacteria; 


3425069 3424979 15 105 


gi 


Pseudoalteromonas. 


Gammaproteobacteri 


3314589 33160 
Spirochaeta. 


3317638 33191 
Spirochaeta. 


29570 16S ribosomal RNA, partial sequence 34194 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 

Pseudoalteromonas. 
425026 Bacteria_16S 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 


nigrifaciens Bacteria; Gammaproteobacteria; 


3426547 3426457 15 105 gi 


219857552 


KMM300 16S ribosomal RNA, partial sequence 22707 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


219857551 
1 


219857413 


219857268 


219857267 


219857266 


219857232 


sequence 
a; 


219846710 


219846708 


219846631 
P 
219846630 

sequenc 


Alter 


219846629 


219846628 


sequence 
Gammaproteobacteria; Alteromonadales; 


ref|NR_025140.1| Pseudoalteromonas 
90 2272278 Pseudoalteromonas ruthenica 


Pseudoalteromonadaceae; 


ref|NR_025139.1| Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ial sequence 
Gammaproteobacteria; 


sequence 2599506 26010 
Pasteurel 


eurellaceae; 


eurellaceae; 


Pseudomonadales; 


ref |NR_025001.1 


24557 


ref|NR_024899.1 
lales; 


ref|NR_024898.1 


ref |NR_024897.1 


ref|NR_024860.1 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 
2856216 2856126 15 105 gi| 219856887 |ref|NR_024706.1 
16S ribosomal RNA, partial sequence 28549 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 
2967490 2967400 15 105 gi|219846946|ref|NR_026538.1 
6S ribosomal RNA, partial sequence 2966273 29677 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dicke 
2972082 2971982 5 105 gi|219846942|ref|NR_026534.1 


2970861 29723 


ref|NR_026302.1 


ref|NR_026300.1 


ref |NR_026250.1 


aceae; 
ref |NR_026223.1 


ref|NR_026222.1 
e 3420894 34223 
omonadales; 


ref|NR_026221.1 
ce 3422380 34238 
romonadales; 


ref 
nce 


NR_026220.1 
34238 


219846627 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 


ref|NR_026219.1 


8 
Aeromonadales; 


0 
Pasteurellaceae; 


2637974 263946 
Pasteurellaceae; 


2 
Pseu 


19 3387691 Halomo 
Halomonas. 


18 3420843 Pseudo 


seudoalteromonad 


2 
Pseu 


1 
Pse 


6 
rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Mannheimia 

9 Mannheimia 
Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 
Mannheimia. 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 
Mannheimia. 


Actinobacillus 
1 Actinobacillus 


Pseudomonas flectens 


85 2856506 Pseudomonas flectens Bacteria; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Pseudoalteromonas 
alteromonas rubra 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas 


3425334 3426769 Pseudoalteromonas 


aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 

425026 Bacteria_16S 
atlantica strain 
atlantica Bacteri 
Pseudoalteromonas. 
425026 Bacteria_16S 
strain CIP 7430 
Proteobacteria; G 
425026 Bacteria_16S 
strain ATCC 15712 
Bacteria; Proteob 
425026 Bacteria_16S 


3428028 3427938 15 105 gi 


3613170 3613080 15 105 gi 
: 16S ribosomal RNA, partial sequence 
3667871 3667781 15 105 gi 
16S ribosomal RNA, partial sequence 


3669377 3669287 15 105 

strain HK 204 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
425026 Bacteria_16S 3670883 3670793 15 105 gi 
strain EN 101 16S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
425026 Bacteria_16S 3672391 3672301 15 105 gi|219846456 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 36711 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
425026 Bacteria_16S 3673899 3673809 15 105 gi| 219846455 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial seque 
betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Ent 
Pectobacterium. 

425026 Bacteria_16S 3675404 3675314 15 105 gi| 219846454 


strain 1846 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
425026 Bacteria_16S 3813564 3813474 15 105 gi 


allosaccharophila strain CECT 4199 16S ribosomal RNA, p 
allosaccharophila Bacteria; Proteobacteria; Gammaproteo 


Aeromonas. 

425026 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 
425026 Bacteria_16S 
strain 848 16S ri 
Proteobacteria; G 
425026 Bacteria_16S 
aliena strain KMM 
Bacteria; Proteob 
Pseudoalteromonas 
425026 Bacteria_16S 4214427 4214337 15 105 gi 
translucida strain KMM 520 16S ribosomal RNA, partial s 
translucida Bacteria; Proteobacteria; 
Pseudoalteromonas 
425026 Bacteria_16S 
paragorgicola str 
paragorgicola Bacteria; 
Pseudoalteromonas. 
425026 Bacteria_16S 36025 35940 16 101 gi 
brennaborense strain DD5/3 16S ribosomal RNA, partial s 
brennaborense Bacteria; Spirochaetes; Spirochaetales; S 
425026 Bacteria_16S 111718 111633 16 101 gi 
strain BR 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 
425026 Bacteria_16S 122615 122518 5 102 gi 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntroph 
425026 Bacteria_16S 165143 165046 7 104 gi 
sanfranciscensis strain L-12 16S ribosomal RNA, partial 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; 
425026 Bacteria_16S 192598 192501 8 105 gi 
aurantiaca strain JB103 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Methyloc 
425026 Bacteria_16S 385579 385482 8 105 gi 
strain OK2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
425026 Bacteria_16S 445783 445686 8 105 gi 
rhizosphaerae strain IH5 16S ribosomal RNA, complete se 


3816640 3816546 11 105 gi 


cteria; Proteobacteria; 


4009293 4009203 15 105 
bosomal RNA, partial sequence 


gi 


4053161 4053071 15 105 gi 


4215982 4215892 15 105 gi 


Proteobacteria; 


IAM 12927 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria; 


ammaproteobacteria; Aeromonadales; Aer 


acteria; Gammaproteobacteria; Enteroba 


3668184 36696 


3669690 36711 


3674212 36756 


rain R3 16S ribosomal RNA, partial seq 
Gammaproteobac 


4008054 40095 
ammaproteobacteria; Aeromonadales; Aer 


3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


Gammaproteobacter 


ain KMM 3548 16S ribosomal RNA, partia 
Gammaproteobact 


110499 11199 
Spirochaetaceae; Treponema. 


384340 38587 


219846626 
equence 

; Alteromo 
219846497 
36119 
omonadacea 
219846459 
36666 
cteriales; 
219846458 


Enterobac 
219846457 


Enterobac 
219846354 
artial seq 
bacteria; 


219846352 
uence 
teria; Chr 
219846217 


omonadacea 
219846185 
nce 40519 
nadales; P 


219846065 
equence 
ia; Altero 


v 


219846064 
1 sequence 
eria; Alte 


265679040 
equence 
pirochaeta 
265678988 


265678981 
ce 12137 
obacterale 
265678953 
sequence 
Lactobaci 
265678935 
ence 19135 
occales; M 
265678798 


seudomonad 


mona 


ethy 


ref|NR_026218.1 

3426820 342824 
nadales; Pseudo 
ref|NR_026089.1 
e; Aeromonas. 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026049.1 


teri 
ref 


aceae; Erwin 
NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 
ref|NR_026045.1 
teri 
ref 
uenc 
Aero 


aceae; Panto 
NR_025945.1 
e 381232 
monadales; 


ref|NR_025943.1 

3815400 381690 
omatiales; Halot 
ref|NR_025807.1 
e; Aeromonas. 
ref|NR_025775.1 


28 4053458 Pseudo 
seudoalteromonad 


ref|NR_025655.1 
4213214 421471 
dales; Pseud 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


ref|NR_029348.1 

34837 36333 
ceae; Treponema 
ref|NR_029296.1 


ref |NR_029289.1 
3 122854 Desulf 
s; Syntrophobact 
ref|NR_029261.1 
163866 165437 
llaceae; Lactoba 
ref|NR_029243.1 
7 #192822 Methyl 
lococcaceae; 


v 


ref|NR_029103.1 


aceae; Pseudomon 


265678758 
quence 


a 


33 3613434 Aeromo 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


udoalteromonadaceae; 


Treponema 
Treponema 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Desulforhabdus 
orhabdus amnigena 
eraceae; Desulforhabdus. 
Lactobacillus 
Lactobacillus 

cillus. 

Methylomonas 

omonas aurantiaca 
Methylomonas. 
Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 


ref|NR_029063.1 
444544 446074 


Pseudomonas 
Pseudomonas 


rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


425026 Bacteria_16S 


strain CFBP 2022 
Proteobacteria; 


strain DLE411J 16 
Proteobacteria; 


strain P 513/19 1 
Proteobacteria; 


strain P 527/13 1 
Proteobacteria; 


strain P 538/23 1 
Proteobacteria; 


impatiens strain 
Bacteria; Proteob 


Saccharospirillum. 
425026 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


425026 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


425026 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


425026 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


425026 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


425026 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


425026 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


425026 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


425026 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


425026 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


425026 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


425026 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


425026 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


458135 458038 8 105 gi 
ammaproteobacteria; Pseudomonadales; P 
471684 471587 8 105 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


555877 555780 8 105 gi 


ammaproteobacteria; Pseudomonadales; P 
557419 557322 8 105 gi 


ammaproteobacteria; Pseudomonadales; P 
558963 558866 8 105 gi 


ammaproteobacteria; Pseudomonadales; P 
605619 605522 8 105 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


640764 640667 8 105 

ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
672533 672436 8 105 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 


gi 


704197 704100 8 105 gi 
ammaproteobacteria; Chromatiales; Chro 
785653 785556 8 105 gi 
in CFBP 5447 16S ribosomal RNA, partia 


eria; Proteobacteria; Gammaproteobacte 


961562 961465 
16S ribosomal RNA, 
ammaproteobacteria; 


8 105 gi 
complete sequence 
Pseudomonadales; P 
1051851 1051754 8 105 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 
1145345 1145248 8 105 gi 
rain CM3 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1229988 12298915 102 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1264577 1264492 16 101 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1415769 1415672 8 105 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
1641746 1641649 8 105 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


1643308 1643211 8 105 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1644869 1644772 8 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1695188 1695091 8 105 gi 


gi 


ammaproteobacteria; Pseudomonadales; P 
1696732 1696635 8 105 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


425026 Bacteria_16S 


1756242 1756145 8 105 gi 


265678746 


16S ribosomal RNA, partial sequence 456977 45835 
seudomonad 


265678737 


470446 47199 
seudomonad 


265678682 


6S ribosomal RNA, partial sequence 554659 55615 
seudomonad 


265678681 


6S ribosomal RNA, partial sequence 556201 55769 
seudomonad 


265678680 


6S ribosomal RNA, partial sequence 557743 55923 
seudomonad 


265678648 
ence 60442 
irillales; 


265678624 


639529 64105 
seudomonad 


265678601 
ial sequen 
obacteria; 


265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678522 
1 sequence 
ria; Pseud 


265678404 

96032 
seudomonad 
265678343 

10506 
irillales; 
253680760 
quence 
teria; Pse 


219878280 


1228770 12302 


seudomonad 
219846655 
sequence 
; Spirocha 
224581448 


6S ribosomal RNA, partial sequence 1414552 14160 


seudomonad 
219878449 
equence 

ria; Pseud 


219878448 


1642082 16435 


seudomonad 
219878447 


1643643 16451 


seudomonad 
219878411 


16S ribosomal RNA, partial sequence 1693968 16954 


seudomonad 
219878410 


1695512 16970 


seudomonad 
219878369 


ref|NR_029051.1| Pseudomonas salomonii 
0 Pseudomonas salomonii Bacteria; 
aceae; Pseudomonas. 
ref|NR_029042.1] Pseudomonas 
0 Pseudomonas lini Bacteria; 
aceae; Pseudomonas. 
ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 

ref|NR_028986.1| Pseudomonas poae 

2 Pseudomonas poae Bacteria; 

aceae; Pseudomonas. 

ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 

ref|NR_028953.1| Saccharospirillum 

0 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 


lini 


ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 

ref|NR_028906.1| Pseudomonas 

ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 


, 


ref |NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028826.1 

784432 785869 
omonadales; Pseu 


Lamprocystis purpurea 
purpurea Bacteria; 


Pseudomonas 
Pseudomonas 
domonadaceae; 


ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref|NR_028645.1| Marinospirillum 
31 1052062 Marinospirillum insulare 
Marinospirillum. 
ref|NR_028008.1 
1144133 114556 
udomonadales; Ps 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 
ref|NR_026247.1] Treponema 

1263357 1264835 Treponema 
etaceae; Treponema. 
ref|NR_027230.1| Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
aceae; Pseudomonas. 
ref|NR_025588.1] Pseudomonas 
1640520 1642031 Pseudomonas 
omonadales; Pseudomonadaceae; 


ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
aceae; Pseudomonas. 

ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 

ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025508.1| Halomonas halocynthiae 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


425026 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


425026 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


425026 Bacteria_16S 


microaerophila st 
microaerophila Ba 
Thioalkalispira. 


425026 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


425026 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


425026 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


425026 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; G 


425026 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


425026 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


425026 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Desulfobulbus. 


425026 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


425026 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


425026 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


425026 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


425026 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


425026 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
425026 Bact 
strain CIP 105470 
Proteobacteria; G 
425026 Bact 
strain CIP 105259 
Proteobacteria; G 
425026 Bact 
strain CIP 105274 
Proteobacteria; G 


425026 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


425026 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


eria_16S 


eria_16S 


eria_16S 


2062255 2062158 8 105 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2083720 2083623 7 104 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2127762 2127665 8 105 gi 
rain ALEN 1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


1 
te 


se 
ac 


s 
te 


2144282 2144185 8 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2145787 2145690 8 105 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


105 gi 


se 


ia 


2147292 2147195 8 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2189781 2189684 8 105 gi 


105 gi 


se 


ammaproteobacteria; Alteromonadales; She 
2220016 2219919 8 105 gi 
strain KMM 3447 16S ribosomal RNA, par 


Bacteria; Proteobacteria; Gammaproteob 


ti 
ac 


2235174 2235077 8 105 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


s 
ia 


2256582 2256485 5 102 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


eq 
er 


2321974 2321877 8 105 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323526 2323429 8 105 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2506708 2506611 8 105 gi 


se 


na 


ammaproteobacteria; Chromatiales; Ectoth 
2521899 2521802 8 105 gi 
rain SBK26 16S ribosomal RNA, partial 


cteria; Proteobacteria; Gammaproteobac 


se 
te 


2523379 2523282 8 105 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


se 
te. 


2556205 2556108 8 105 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2557771 2557674 8 105 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2562397 2562300 8 105 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2571530 2571433 8 105 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2580651 2580554 8 105 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582217 2582120 8 105 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 


na 


se 


se 


se 


se 


na 


425026 Bacteria_16S 


strain CIP 104883 


219878149 


219878134 


219857650 


219857639 
2143068 21445 
udomonad 
219857638 
eq 


219857637 
2146078 21475 


219857606 
6S ribosomal RNA, partial sequence 2188558 21900 


219857586 


219857576 


219857562 


219857515 
219857514 
219857373 


16S ribosomal RNA, partial sequence 2505486 25069 


219857363 


219857362 


219857340 


219857339 


219857336 


219857287 


219857281 


219857280 


sequence 
ria; Chr 


quence 
illaceae 


equence 
ria; Chr 


uence 
Pseudo: 


’ 


udomonad 


wanellac 


al seque 
teria; P 


equence 
Pseudo: 


, 


uence 
ia; Desu 


23207 
udomonad 


23223 
dales; P 


iorhodos 


quence 
ria; Pse 


quence 
ria; Pse 


25549 
dales; P 


25565 
udomonad 


25611 
udomonad 


25702 
udomonad 


25794 
udomonad 


25809 
dales; P 


2583787 2583690 8 105 gi 
16S ribosomal RNA, partial sequence 


219857279 


ref|NR_025288.1 
2061023 206241 
omatiales; Chro 
ref |NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref |NR_025239.1 

2126557 212798 
omatiales; Ecto 


ref |NR_025228.1 


aceae; Pseudomo 
ref|NR_025227.1 

2144573 214602 
monadales; Pseu 
ref|NR_025226.1 
acea 
ref 


e; Pseudomon 
NR_025195.1 


Shewanella 
NR_025174.1 
221879 
omonadales; 


eae; 
ref 

nce 

seud 


ref|NR_025164.1 
2233956 223544 
monadales; 


ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_024961.1 
piraceae; Alkali 
ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 


ref|NR_024910.1 


ic 


d 


Pseud 


Lamprocystis 
5 Lamprocystis 


matiaceae; Lamprocystis. 


Lactobacillus 
3 Lactobacillus 


Thioalkalispira 
9 Thioalkalispira 


hiorhodospiraceae; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
n 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 


2582558 2584074 Pseudomonas monteilii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


425026 Bacteria_16S 
0 16S ribosomal RNA, partial sequence 


strain CFML 96-17 
Bacteria; Proteob 


425026 Bacteria_16S 
16S ribosomal RNA, partial sequence 


strain CIP 105273 
Proteobacteria; G 


425026 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


425026 Bacteria_16S 
ribosomal RNA, partial sequence 


strain SM2-1 16S 
Proteobacteria; G 


425026 Bacteria_16S 
in HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alter 


schlegeliana stra 
schlegeliana Bact 


425026 Bacteria_16S 
rain IK-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


marinintestina st 
marinintestina Ba 
Shewanella. 


425026 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; G 


425026 Bacteria_16S 
16S ribosomal RNA, partial sequence 


strain ATCC 13522 
Bacteria; Proteob 


425026 Bacteria_16S 
train FPC951 16S ribosomal RNA, partial 
Gammaproteobacteria; Ps 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


425026 Bacteria_16S 


2585356 2585259 8 


105 


gi|219857278 
25841 


acteria; Gammaproteobacteria; Pseudomonadales; P 


2596194 2596097 8 


105 


gi|219857271 
25949 


ammaproteobacteria; Pseudomonadales; Pseudomonad 


2597760 2597663 8 
16S ribosomal RNA, 


105 


complete sequence 


gi|219857270 
25965 


acteria; Gammaproteobacteria; Pseudomonadales; P 


2734117 2734020 8 


105 


gi|219857165 
2732909 27343 


ammaproteobacteria; Alteromonadales; Shewanellac 


2735607 2735510 8 


Proteobacteria; 
2737097 2737000 8 


eria; 


cteria; Proteobacteria; 


2780439 2780342 8 


105 


105 


105 


bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thiotrichacea 


2854653 2854556 8 


105 


gi|219857164 


gi|219857163 


Alt 


gi| 219857130 
2779259 27806 


gi| 219856888 
28534 


acteria; Gammaproteobacteria; Pseudomonadales; P 


2920749 2920652 8 
acteria; Proteobacteria; 


2935749 2935652 8 


105 


105 


gi| 219856843 
sequence 


gi| 219856833 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial seq 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


425026 Bacteria_16S 
ain DSM 50332 16S ribosomal RNA, partial 
Gammaproteobacteria; 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


425026 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


425026 Bacteria_16S 


strain DSM 11363 
Proteobacteria; G 


425026 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


425026 Bacteria_16S 
16S ribosomal RNA, partial sequence 


strain ATCC 43992 
Proteobacteria; G 


425026 Bacteria_16S 


gelidimarina stra 
gelidimarina Bact 


425026 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; G 


425026 Bacteria_16S 
M319 16S ribosomal RNA, partial sequence 


porcinus strain N 
Bacteria; Proteob 


425026 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


2973594 2973497 8 
teria; Proteobacteria; 


2975156 2975059 8 


105 


105 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


3177869 3177772 8 


105 


gi|219846941 
sequenc 
Pseu 


gi| 219846940 
2973936 29754 


gi| 219846803 


16S ribosomal RNA, partial sequence 3176631 31781 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


3229402 3229309 8 


101 


gi|219846768 


16S ribosomal RNA, partial sequence 3228194 32296 


ridia; Clostridiales; 
3429515 3429418 8 


105 


Clostridiales Family XI. I 


gi|219846625 
34282 


ammaproteobacteria; Alteromonadales; Shewanellac 


3658648 3658551 8 


105 


gi|219846466 


in ACAM 456 16S ribosomal RNA, partial sequence 


Proteobacteria; 
3695152 3695063 16 


eria; 


Gammaproteobacteria; 


105 


Alter 
gi|219846441 


6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pasteurellac 


3696588 3696499 16 


105 


gi| 219846439 
36953 


acteria; Gammaproteobacteria; Pasteurellales; Pa 


3798353 3798257 8 


105 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pisciricketts 


425026 Bacteria_16S 


strain B62 16S ri 


3810419 38103185 
bosomal RNA, 


105 


complete sequence 


gi| 219846364 
3797117 37986 


gi| 219846356 
3809177 38107 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


425026 Bacteria_16S 
hominis strain 6573 16S ribosomal RNA, partial sequence 


3828894 3828797 8 


105 


gi| 219846344 
38276 


Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


425026 Bacteria_16S 
strain DSS12 16S ribosomal RNA, partial sequence 


3951531 3951434 8 


105 


gi|219846258 
3950287 39517 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


425026 Bacteria_16S 
strain SW-120 16S ribosomal RNA, partial sequence 


4028982 4028885 8 


105 


ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024793.1 


Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 

Shewanella sairae 


48 Shewanella sairae Bacteria; 


eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 


ref|NR_024758.1 


Shewanellaceae; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 
ewanellaceae; 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


e; Thiothrix. 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref |NR_024662.1 

2919511 292100 
eudomonadales; P 


ref|NR_024652.1 
uence 293453 
Oceanospirillale 
ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref |NR_026532.1 


Pseudomonas savastanoi 

monas Savastanoi 
Pseudomonas. 
Pseudomonas 

8 Pseudomonas 

seudomonadaceae; 


Oceanospirillum 
1 2935988 Oceanospirillum 
Ss; Oceanospirillum. 
Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


aceae; Pseudomon 
ref |NR_026395.1 


as. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


aceae; Pseudomon 
ref|NR_026360.1 
00 Anaerococcus 
ncertae Sedis; 
ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026058.1 

3657404 365891 
omonadales; 
ref |NR_026032.1 


Shewanellaceae; 


as. 
Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Shewanella benthica 
ella benthica Bacteria; 


Shewanella 
0 Shewanella 
Shewanella. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


eae. 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; 
ref |NR_025955.1 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


iaceae; Cyclocla 
ref|NR_025947.1 


sticus. 
Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


aceae; Pseudomon 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref |NR_025848.1 


as. 
Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 
Shewanella violacea 


92 Shewanella violacea Bacteria; 


eae; Shewanella. 


gi|219846204 


ref|NR_025794.1 


Shewanella aquimarina 


4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 


425026 Bacteria_16S 


strain SS20 16S r 
Proteobacteria; 


thermautotrophica 


thermautotrophica 


Sedis; Carboxydoc 


425026 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


425026 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


425026 Bacteria_16S 


strain HO14 16S r 
Spirochaetes; Spi 


425026 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


425026 Bacteria_16S 


bajacaliforniensi 
bajacaliforniensi 


425026 Bacteria_16S 


coryniformis subs 


G 
425026 Bacteria_16S 


4056159 4056062 8 105 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
4208322 4208229 8 101 gi 
strain 41 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
ella. 


gi 


54359 54263 5 101 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
79742 79642 5 105 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


311440 311340 3 103 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
370396 370296 5 105 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


gi 


485455 485355 1 101 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 
508682 508586 7 103 gi 
p- torquens strain 30 16S ribosomal RN. 


4054980 40563 


310195 31168 


219846183 


Halomonad 

219846070 
sequence 

stridiales 


265679028 
1 sequence 
stridiales 
265679011 
equence 
cteria; Ps 


265678853 
; Borrelia 
265678808 
quence 
eria; Ocea 
265678728 
ete sequen 
es; Spiroc 
265678713 
A, complet 


ref|NR_025773.1 
aceae; Halomonas 
ref|NR_025660.1 
4207086 420854 
Clostridiales 


v 


ref |NR_029336.1 
53088 54587 
7 Peptococcaceae 
ref|NR_029319.1 
78587 79994 
eudomonadales; P 


ref|NR_029159.1 
burgdorferi gro 
ref|NR_029113.1 

369170 370614 
nospirillales; H 


ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref|NR_029018.1 
e sequence 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Pseudomonas 
Pseudomonas 
seudomonadaceae; 


, 


Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Halomonas 
Halomonas 

alomonadaceae; 


Spirochaeta 
Spirochaeta 
chaeta. 
Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


Lactobacillus. 


425026 Bacteria_16S FILITY 771619 5 105 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 771983 Cellvibrio japonicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

425026 Bacteria_16S 1089348 1089249 5 105 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

425026 Bacteria_16S 1140786 1140686 5 105 gi|253680763|ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 

425026 Bacteria_16S 1186127 1186027 5 105 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

425026 Bacteria_16S 1187638 1187538 5 105 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

425026 Bacteria_16S 1189149 1189049 5 105 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

425026 Bacteria_16S 1190660 1190560 5 105 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

425026 Bacteria_16S 1213422 12133225 105 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althf1l 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

425026 Bacteria_16S 1343511 13434115 105 gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; Ferrimonas. 

425026 Bacteria_16S 1484383 1484283 5 105 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

425026 Bacteria_16S 1692068 1691968 5 105 gi| 219878413 |ref|NR_025552.1| Cellvibrio 
ostraviensis strain LMG 19434 16S ribosomal RNA, partial sequence 1690867 1692335 Cellvibrio 
ostraviensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Cellvibrio. 

425026 Bacteria_16S 1787856 1787756 5 105 gi| 219878344 |ref|NR_025483.1| Halorhodospira 
neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 1786631 1787986 Halorhodospira 
neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Halorhodospira. 

425026 Bacteria_16S 2239761 22396615 105 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

425026 Bacteria_16S 2241272 22411725 105 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 


NCTC 5923 16S ribosomal RNA, partial sequence 


2240045 2241505 Yersinia pestis Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


425026 Bacteria_16S 


strain ATCC 33638 
Bacteria; Proteob 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


425026 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


425026 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


425026 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S 


425026 Bacteria_16S 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


strain 4-87 16S r 
Proteobacteria; G 


425026 Bacteria_16S 
train AAP 16S ribosomal RNA, partial s 


pantelleriensis s 


acteria; Gammaproteobacteria; Enteroba 
425026 Bacteria_16S 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; 


ammaproteobacteria; Oceanospirillales; 


ibosomal RNA, partial sequence 


pantelleriensis Bacteria; Proteobacteria; Gammaproteobacteria; Oc 
Halomonas. 

425026 Bacteria_16S 3385970 3385870 5 105 gi|219846659 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceano 
Chromohalobacter. 

425026 Bacteria_16S 3546185 3546085 5 105 gi|219846546 


DSM 6307 16S ribosomal RNA, 
Bacillaceae; 
425026 Bacteria_16S 


Bacillales; 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


425026 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


425026 Bacteria_16S 


strain Hk501 16S 
Spirochaetes; Spi 


425026 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; S 


425026 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


425026 Bacteria_16S 


brasiliensis stra 
brasiliensis DSM 
Planctomyces. 


425026 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


425026 Bacteria_16S 
ribosomal RNA, partial sequence 
lales; 
425026 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


strain HS-5 16S r 
Actinobacteria; 


sibiricum strain 
Bacteria; Firmicu 


strain BS 16S rib 
Firmicutes; Clost 


425026 Bacteria_16S 


train H2 16S ribosomal RNA, partial se 
acteria; 


ribosomal RNA, partial sequence 
rochaetales; 


pirochaetaceae; Borrelia; Borrelia bur 


ibosomal RNA, 


ibosomal RNA, partial sequence 
Rubrobacteridae; Thermoleophilales; The 
425026 Bacteria_16S 
Z-7981 16S ribosomal RNA, partial sequ 
tes; 
425026 Bacteria_16S 

osomal RNA, partial sequence 


2242783 2242683 5 105 gi 
16S ribosomal RNA, partial sequence 


2244294 22441945 105 


gi 
Proteobacteria; Gammaprote 


2391567 2391467 5 105 
ribosomal RNA, partial sequence 


gi 


2605402 2605312 15 105 


gi 


3320371 33202715 105 


gi 


complete sequence 
Bacillus. 

3772702 3772606 5 101 gi 
qu 
Proteobacteria; Deltaproteobact 
3892881 38927815 105 
strain DSM 735 16S ribosomal RNA, 


Bacteria; Proteobacteria; 


gi 
compl 
Gammaproteoba 


3915647 3915547 3 103 


gi 


Spirochaetaceae; Borrelia; 


3917063 3916963 3 103 gi 


323544 323450 8 103 
complete sequence 


gi 


ridia; Halanaerobiales; Halanaerobiaceae; Haloth 
695260 695173 17 104 gi| 265678586 
in DSM 5305 16S ribosomal RNA, partial sequence 
5305 Bacteria; Planctomycetes; Planctomycetacia; 
947645 947546 5 104 gi| 265678414 
rain 2Kl1 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Betaproteobacteria; Burk 
1514384 1514285 6 105 gi| 219878119 


Bacillus. 
102 


Bacillaceae; 


1705968 1705873 7 gi 


rm 


2105028 2104929 5 104 gi 
en 
Clostrid 


Clostridia; Clostridiales; 


219857571 


ct 
219857570 


p 
ob 


219857466 
2390343 23918 
alomonad 
219857265 
2604168 26056 


H 


3072467 30738 
B 


3544949 35464 


219846383 


219846300 


219846284 
3914434 39158 


219846283 
3915851 3917216 Borre 
gdorferi g 
265678845 
322285 32381 


1513128 15146 


219878404 
1704738 17061 


219878117 


22415 
eriales; 


artial s 
acteria; 


ence 


eria; De 


ete sequ 
cteria; 


Borrelia 


oleophil 


ce 21038 
iaceae; 


2976688 2976593 7 102 gi 


strain Ifremer A365 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


219846939 
2975480 29769 


Anox 


ref|NR_025159.1 
56 2243016 Yersi 
Enterobacteria 
ref|NR_025158.1 
equence 224306 
Enterobacteria 
ref|NR_025054.1 
acea 
ref 


e; Halomonas 
NR_024896.1 


ref |NR_026298.1 
3319157 332063 
eanospirillales; 


ref |NR_026251.1 
3384746 338616 
spirillales; Hal 


ref|NR_026138.1 


ref|NR_025974.1 
3771473 377289 
sulfuromonadales 


ref 
ence 
Ocea 


NR_025890.1 
389163 
nospirillale 


ref|NR_025874.1 


burgdorferi gro 
ref|NR_025873.1 
lia turdi Bacter 
roup. 
ref |NR_029150.1 


ermothrix. 
ref |NR_028891.1 

694091 695537 
Planctomycetale 


ref|NR_028716.1 
946409 947922 
holderiales; 


ref|NR_025258.1 


ref|NR_025543.1 
aceae; Thermoleo 
ref|NR_025256.1 
27 2105235 Anoxyn 
ynatronum. 


ref |NR_026531.1 


n 
Cc 


1 


54 Bacillus cohnii Bacteria; 


Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 
2706925 2706825 5 105 gi|219857184|ref|NR_024812.1| Exiguobacterium 
ain T-2-2 16S ribosomal RNA, partial sequence 2705678 2707191 Exiguobacterium 
teria; Firmicutes; Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
2845340 2845240 3 103 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
1 RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 
3073704 3073604 5 105 gi|219846873|ref|NR_026465.1| Balneatrix alpica 


61 Balneatrix alpica Bacteria; 
alneatrix. 
219846706 
equence 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Bacillus cohnii strain 
Firmicutes; 


Geobacter 
0 Geobacter 
Geobacteraceae; 


v 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Hydrogenophaga 
Hydrogenophaga 


Comamonadaceae; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Anoxynatronum 
atronum sibiricum 


Clostridium ultunense 


25 Clostridium ultunense Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
42024 41934 ES 105 gi|265679036|ref|NR_029344.1 
40774 42243 Vibrio 


Vibrio pectenicida 
pectenicida Bacteria; 


425026 Bacteria_16S 


1721-77 16S ribos 


Gammaproteobacter 
425026 Bacteria_16S 
strain Fowl 16S r 
G 
425026 Bacteria_16S 
strain 50 16S rib 
G 
425026 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain PB 1 16S r 
Proteobacteria; 


398 16S ribosomal 
Gammaproteobacter 


425026 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; 


leiognathi strain 
Bacteria; Proteob 


425026 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; 


strain TF-27 16S 


Proteobacteria; G 


425026 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


425026 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


425026 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


425026 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


425026 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; G 


425026 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


425026 Bacteria_16S 


cyclicum strain A 
Bacteria; Proteob 


425026 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


425026 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


425026 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; G 


425026 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; G 


425026 Bacteria_16S 


strain MBIC3157 1 
Proteobacteria; G 


425026 Bacteria_16S 


strain A431 16S r 
Proteobacteria; G 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


425026 Bacteria_16S 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 


135446 


168288 168198 15 105 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
omal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

169812 169722 15 105 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
ibosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

171288 171198 15 105 gi|265678949|ref|NR_029257.1| Vibrio mediterranei 
osomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

LI2ZTST 272707 15 105 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
ibosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

174306 174216 15 105 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 

RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Aliivibrio. 

175814 175724 15 105 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
6S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

177299 177209 15 105 gi|265678945|ref|NR_029253.1| Photobacterium 

L1 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

223399 223309 15 105 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
osomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

435009 434919 15 105 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

487034 486944 15 105 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

616446 616356 15 105 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
bosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

645423 645333 15 105 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 

complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

709921 709831 15 105 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 

16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

711479 711389 15 105 gi| 265678575 |ref|NR_028880.1| Moritella viscosa 

16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

770180 770090 15 105 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 

RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

814798 814700 6 104 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
LM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 

901252 901154 6 104 gi|265678444|ref|NR_028746.1| Thioalkalimicrobium 
AL7 16S ribosomal RNA, partial sequence 900013 901506 Thioalkalimicrobium sibiricum 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 

966182 966092 15 105 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
is strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
is Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 

1012102 1012012 15 105 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

1112010 1111920 15 105 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
6S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

1136160 1136070 15 105 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
bosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1154272 1154182 15 105 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
6S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

1258601 1258511 15 105 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
ibosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1355732 1355642 15 105 gi|228720264|ref|NR_027590.1| Salinivibrio costicola 


9 1355953 Salinivibrio 


costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Salinivibrio. 


425026 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


425026 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


425026 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


425026 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


425026 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


425026 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


425026 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


425026 Bacteria_16S 


strain LMG 20362 


Proteobacteria; G 


425026 Bacteria_16S 


R-3712 16S riboso: 
Gammaproteobacter 


425026 Bacteria_16S 


15052 16S ribosom 
Gammaproteobacter 


425026 Bacteria_16S 


strain LMG 20546 


Proteobacteria; G 


425026 Bacteria_16S 


strain LMG 20536 


Proteobacteria; G 


425026 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


425026 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


425026 Bacteria_16S 


strain DSM 11713 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 1893266 1893172 8 102 gi| 219878269 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial seque 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Ba 
425026 Bacteria_16S 1929496 1929406 15 105 gi| 219878242 


strain 2674 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


strain 63 16S rib 
Proteobacteria; G 


425026 Bacteria_16S 


strain SW-47 16S 


Proteobacteria; G 


osomal RNA, partial sequence 


1385851 1385761 15 105 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1390347 1390261 16 102 gi 
ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; Proteobacteria; Deltaprot 


1455649 1455559 15 105 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1512874 1512784 15 105 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1608568 1608478 15 105 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


1634196 1634106 15 105 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1658552 1658462 15 105 gi 


, 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1699823 1699733 15 105 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1777257 1777167 15 105 gi 


ammaproteobacteria; Vibrionales; Vibri 
1792365 1792275 15 105 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1795394 1795304 15 105 gi 
al RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1796878 1796788 15 105 gi 


ammaproteobacteria; Vibrionales; Vibri 
1798433 1798343 15 105 gi 


on 


ammaproteobacteria; Vibrionales; Vibri 
1847435 1847345 15 105 gi 
train NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


on 


se 
ct 


1860955 1860865 15 105 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


al 
er 
1891745 1891651 8 


102 gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1931032 1930942 15 105 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Mor 
2092725 2092635 15 105 gi 


or 


Ss 
gi 


ammaproteobacteria; Alteromonadales; She 
2101880 2101790 15 105 
ribosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; Alt 


425026 Bacteria_16S 


strain ACEM 9 16S 
Proteobacteria; G 


2294736 2294646 15 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


228716834 
equence 
eobacteria 


228716586 
sequence 
eobacteria 


224581417 
sequence 
ia; Aeromo 
219878127 
1511717 15130 
steurellac 
219878471 
quence 
teria; Alt 


219878454 
equence 


219878436 
somal RNA, partial sequence 1657325 1658829 Vibri 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 


219878352 
16S ribosomal RNA, partial sequence 1776030 17774 
on 
219878341 
1791138 1792572 Vibri 


219878339 
1794167 1795601 Vibri 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 


219878337 
16S ribosomal RNA, partial sequence 1797206 17986 


219878304 


219878294 


219878270 
16S ribosomal RNA, partial sequence 1890504 18919 


1928261 19297 


219878 
1929813 19313 


219878 
2091488 20930 


219878 
2100672 21021 


219857535 
2293525 2294983 Shewanella olleyana Bacteria; 
Shewanellaceae; 


Aeromona 


aceae; V 


aceae; V 


aceae; V 


quence 


eria; Al 


sequenc 
ia; Alte 


itellace 
241 


itellace 
128 


Llac 
121 


wane I 


eromonad 


ref|NR_027556.1 
1384632 138613 
Alteromonadale 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


, 


ref|NR_027553.1 
1389197 139049 
Bdellovibriona 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


, 


Oceanimonas 
5 Oceanimonas 


ref|NR_027198.1 
1454432 145591 
nadales; Aeromonadaceae; Oceanimonas. 
ref|NR_025266.1| Histophilus somni 
77 Histophilus somni Bacteria; 
eae; Histophilus. 
ref|NR_025610.1 
1607365 160881 
eromonadales; Sh 


Shewanella 
2 Shewanella 
ewanellaceae; 


ref |NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025575.1 
o fortis Bacteri 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 
Vibrio fortis strain 
a; Proteobacteria; 


ref 
© po 


NR_025547.1 
meroyi Bacte 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 

ibrio. 
ref |NR_025480.1 
o chagasii Bacte 


Vibrio chagasii strain 
ria; Proteobacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


ref 
o xu 


NR_025478.1 
ii Bacteria 


v 


ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 
ibrio. 
ref |NR_025443.1 
1846218 184771 
teromonadales; S 


Shewanella 
2 Shewanella 
hewanellaceae; 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


ref|NR_025408.1| Bacillus 

nce 1892040 1893527 Bacillus 
cillus. 

ref|NR_025381.1| Moritella profunda 
62 Moritella profunda Bacteria; 

ae; Moritella. 

ref|NR_025380.1| Moritella abyssi 


09 Moritella abyssi Bacteria; 


ae; Moritella. 

ref|NR_025267.1| Shewanella baltica 
18 Shewanella baltica Bacteria; 

eae; Shewanella. 

ref|NR_025260.1| Alteromonas marina 
60 Alteromonas marina Bacteria; 
aceae; Alteromonas. 

ref|NR_025123.1| Shewanella olleyana 


Shewanella. 


425026 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; 


paradoxus strain 
Bacteria; Proteob 


425026 Bacteria_16S 


strain KMM 3299 1 
Proteobacteria; 


aerophilum strain 
Bacteria; Proteob 


425026 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


425026 Bacteria_16S 


strain S-1 16S ri 
Proteobacteria; G 


425026 Bacteria_16S 


CECT 4600 16S rib 
Proteobacteria; G 


425026 Bacteria_16S 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 32311 


Firmicutes; Clost 


425026 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


425026 Bacteria_16S 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


425026 Bacteria_16S 


strain Milford 74 
Proteobacteria; G 


425026 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; G 


425026 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; G 


425026 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


425026 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


425026 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


425026 Bacteria_16S 


strain NS 16S rib 
Proteobacteria; G 


425026 Bacteria_16S 


strain ATCC 35912 
Bacteria; Proteob 


425026 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


425026 Bacteria_16S 


strain A089 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


pelophila strain 
Bacteria; Proteob 


425026 Bacteria_16S 


strain DSK1 16S r 
Proteobacteria; G 


G 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


30 Peptoniphilus 


2428189 2428099 15 105 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
bosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

2441790 2441696 8 102 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 

2443280 2443190 15 105 gi|219857424|ref|NR_025012.1| Shewanella japonica 
6S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2469165 2469067 6 104 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 

AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 

2648463 2648365 6 104 gi|219857226|ref|NR_024854.1| Thiomicrospira 
DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 
a; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 

2893225 2893135 15 105 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
bosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3227894 3227804 15 105 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
osomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3230860 3230766 8 102 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 


ivorii Bacteria; 


ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 
3408638 3408544 8 102 gi|219846640|ref|NR_026232.1| Syntrophobacter 
DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 
a; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
3521624 3521526 5 103 gi|219846562|ref|NR_026154.1| Pelobacter 
in DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
3558550 3558460 15 105 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3560030 3559940 15 105 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3561545 3561455 15 105 gi|219846535|ref|NR_026127.1| Vibrio orientalis 


bosomal RNA, partial sequence 


3560299 35617 


64 Vibrio orientalis Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3563065 3562975 15 105 gi|219846534|ref|NR_026126.1| Vibrio 
strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3564551 3564461 15 105 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 
3566031 3565941 15 105 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
3567537 3567447 15 105 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3569042 3568952 15 105 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Vibriona 
3660198 3660108 15 105 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3750082 3749992 15 105 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3839343 3839245 6 104 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
3953082 3952992 15 105 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 


on 


le 


qu 


er 


on 


ha 


or 


425026 Bacteria_16S 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 


3566301 35677 


219846530 


219846465 


219846401 


3748871 37503 


219846336 


219846257 
3951843 39533 


ibrio. 
ref|NR_026122.1 
07 3569262 Vibrio 
onaceae; Vibrio 
NR_026057.1 
3658961 366046 
romonadales; She 
ref |NR_025992.1 


aceae; V 


35678 
s; Vibri i 


ence 
ia; Alte 


ibrio. 
ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025847.1 


aceae; V 


38381 


les; Pis 


itellaceae; Moritella. 


4003263 4003173 15 105 gi 


219846223 


ref |NR_025813.1 
4002046 4003543 Photob 


56 Vibrio diazotrophicus Bacteria; 


Vibrio cincinnatiensis 
cincinnatiensis 


Shewanella 

5 Shewanella 
wanellaceae; Shewanella. 
Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Moritella japonica 


v 


48 Moritella japonica Bacteria; 


Photobacterium 
acterium lipolyticum 


Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


425026 Bacteria_16S 4030525 4030435 15 105 
strain SW-117 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
425026 Bacteria_16S 4045698 4045608 15 105 
strain TF-22T 16S ribosomal RNA, partial sequence 
Proteobacteria; 
425026 Bacteria_16S 4047230 4047140 15 
HDS1-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
425026 Bacteria_16S 4104455 4104365 15 105 gi 
HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
425026 Bacteria_16S 4128815 4128725 15 105 gi 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 
Aestuariibacter. 
425026 Bacteria_16S 4179599 4179509 15 
strain KMM 3823 16S ribo 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
425026 Bacteria_16S 4187218 4187128 15 105 
strain G3-29 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
425026 Bacteria_16S 4299 4203 8 105 gi 


gi 


gi 


105 gi 


105 gi 


gi 


219846203 
4029306 40308 


219846150 
4103238 4104753 Vibrio ga 


219846131 
Alteromonadales; 


219846094 
somal RNA, partial sequence 4178357 41798 


265679061 


ref|NR_025793.1 
Shewanella. 


ref|NR_025780.1 


ref|NR_025779.1 
ref 


NR_025740.1 


ref 
4 


NR_025721.1 
127615 412904 


ref|NR_025684.1 
Shewanella. 
ref|NR_025675.1 
Vibrio. 
ref |NR_029369.1 


urae Bacteri 


llicus Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 
Shewanellaceae; 
219846190 
4044490 40459 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
219846189 
4045996 4047515 Vibrio ez 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
Alteromonas. 


Vibrio ezurae strain 
a; Proteobacteria; 


Vibrio gallicus strain 
Proteobacteria; 


Aestuariibacter 
8 Aestuariibacter 


Alteromonadaceae; 


Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 
Shewanellaceae; 
219846085 
4186000 41874 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Legionella erythra 


strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

425026 Bacteria_16S 45032 44935 8 105 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

425026 Bacteria_16S 99570 99473 5 102 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 
elongatus strain FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 

425026 Bacteria_16S 258466 258369 5 102 gi|265678890|ref|NR_029198.1| Moorella glycerini 


strain JW/AS-Y6 16S ribosomal RNA, 
Firmicutes; Clostridia; 
425026 Bacteria_16S 
thermoautotrophic 
thermoautotrophica Bacteria; 
Moorella group; Moorella. 
425026 Bacteria_16S 380982 380885 7 104 gi 
delbrueckii subsp. indicus strain NCC725 16S ribosomal 
Lactobacillus delbrueckii subsp. 
Lactobacillus. 
425026 Bacteria_16S 414985 414888 7 
kalixensis strain Kx127A2 16S ribosomal RNA, complete s 
kalixensis Bacteria; Firmicutes; Lactobacillales; 
425026 Bacteria_16S 456635 456538 7 104 gi 
oligofermentans strain 2-4 16S ribosomal RNA, partial s 
oligofermentans Bacteria; Firmicutes; Lactobacillales; 
425026 Bacteria_16S 491745 491648 8 105 gi 
strain G-16.1 16S ribosomal RNA, partial sequence 


Thermoanaerobacterales; 


332908 332811 5 102 gi 


Firmicutes; Clostridia; 
indicus Bacteria; 
104 gi 


equence 


equence 


complete sequence 257219 25873 


265678801 
RNA, partial s 
Firmicutes; 


265678778 


Lactobacillaceae; 
265678747 


Streptococcaceae; 
265678724 
490502 49197 


ref|NR_029106.1 


equence 


ref |NR_029083.1 
413724 415278 
Lactobacillu 
ref |NR_029052.1 

455417 456926 
Streptoc 
NR_029029.1 


n 


ref 


Lactobacillales; 


1 Moorella glycerini Bacteria; 
Thermoanaerobacteraceae; 
265678839 
a strain JW 701/3 16S ribosomal RNA, complete sequence 
Thermoanaerobacterales; 


Moorella group; Moorella. 
ref|NR_029144.1] Moorella 
331642 333194 Moorella 


Thermoanaerobacteraceae; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Lactobacillus 
Lactobacillus 


Streptococcus 
Streptococcus 

occus. 

Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

425026 Bacteria_16S 513186 513089 7 104 gi|265678710|ref|NR_029015.1| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

425026 Bacteria_16S 568093 568004 15 104 gi|265678674|ref|NR_028979.1| Conexibacter woesei 


strain ID131577 1 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; 
425026 Bacteria_16S 610240 610143 5 102 gi 
psychrophilum strain CMS 530r 16S ribosomal RNA, partia 
psychrophilum Bacteria; Firmicutes; Bacillales; 

425026 Bacteria_16S 651495 651398 7 104 


Planococcaceae; 
gi 


urinaehominis Bacteria; 
425026 Bacteria_16S 


Firmicutes; 


754922 754825 8 105 gi 
Bacteria; 
425026 Bacteria_16S 768616 768527 16 


strain J1 16S ribosomal RNA, partial sequence 


105 gi 


425026 Bacteria_16S 773286 773189 7 104 gi 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 566874 56834 


265678617 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 

265678543 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 75371 
Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 
265678534 
767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
265678531 


Conexiba 
ref |NR_028950.1 
609006 610485 
lanomicrobium. 
ref |NR_028922.1 
650305 
Aerococcus. 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028838.1 


P 


Devosia. 


3  Conexibacter woesei Bacteria; 
Conexibacteraceae; 
265678645 
1 sequence 


cter. 
Planomicrobium 
Planomicrobium 


Aerococcus 
651625 Aerococcus 


Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


ref|NR_028835.1 
772034 773579 


Atopostipes 
Atopostipes 


suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 


425026 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


425026 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


425026 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


425026 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


425026 Bacteria_16S 


salivarius strain 
salivarius Bacter 


425026 Bacteria_16S 
somal RNA, partial sequence 943283 944795 Hydro 


strain 2 16S ribo 
Proteobacteria; B 


425026 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


425026 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


425026 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


425026 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


425026 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


425026 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


425026 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


425026 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


425026 Bacteria_16S 


strain 21F-2 16S 
Proteobacteria; A 


425026 Bacteria_16S 


strain NAFOO1 16S 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


425026 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


425026 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


425026 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


425026 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


776440 776343 7 104 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
822278 822181 8 105 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
904295 904198 8 105 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
916699 916602 7 104 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
933700 933603 7 104 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
944518 944421 5 102 gi 


gi 


etaproteobacteria; Burkholderiales; Co 
958511 958414 5 102 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
996955 996858 7 104 gi 
ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1006070 1005974 8 105 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 
1010554 1010465 16 105 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
1021238 1021141 7 104 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1022791 1022694 7 104 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1024362 1024265 7 104 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1033429 1033332 7 104 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1066927 1066838 16 105 gi 


gi 


ammaproteobacteria; Chromatiales; Chro 
1080201 1080112 15 104 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
1081712 10816155 102 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1083237 1083140 7 104 gi 
bacillales; Lactobacillaceae; Lactobac 
1092432 1092335 7 104 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1093926 1093837 15 104 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1095367 1095278 15 104 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Rhodospi 
1096811 1096722 15 104 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


425026 Bacteria_16S 


775183 77669 


821061 82256 
seudomonad 


995703 99724 


1009316 10108 


1019984 10214 


1023111 10246 


6S ribosomal RNA, partial sequence 1065751 10671 


1079018 10804 


1080469 10819 


6S ribosomal RNA, partial sequence 1082049 10834 


1091188 109 


265678529 


occus. 
265678498 


265678442 
e 90307 
lales; Leg 
265678434 
ence 91544 
; Streptoc 
265678423 
uence 

bacillacea 
265678416 


mamonadace 
265678406 
ial sequen 
cillaceae; 
265678380 


catella. 

265678374 
al sequenc 
eria; Alte 


265678371 


hewanellac 
265678364 


occus. 
265678363 
e sequence 
tococcacea 
265678362 


occus. 
265678356 
sequence 
obacillace 
265678333 


matiaceae; 
265678323 


Acetobacte 
265678322 


265678321 


illus. 
265678315 
26 
illus. 
265678314 
quence 
eria; Rhod 
265678313 
10942 
rillales; 
265678312 
1 sequence 
ia; Rhodos 


1225400 1225303 7 104 gi 


ref |NR_028833.1 
4 Streptococcus 
ref|NR_028801.1 
aceae; Pseudomon 
ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref|NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028725.1 
932436 934005 
e; Lactobacillu 
ref |NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref|NR_028682.1 


n 


ref|NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref |NR_028673.1 
eae; Shewanella 
ref|NR_028666.1 
95 Streptococcus 


ref|NR_028665.1 
1021546 102306 
e; Streptococcus 
ref|NR_028664.1 
30 Streptococcus 


ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028625.1 


race 
ref 


ae; Acetobac 
NR_028624.1 


ref |NR_028623.1 
61 Lactobacillus 


ref|NR_028617.1 
88 Lactobacillus 


NR_028616.1 
1092739 109419 
ospi Ac 


rillales; 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028614.1 

1095628 109707 
pirillales; Acet 


219878314 


gallinaceus strain CCUG 42692 16S ribosomal RNA, partial sequence 


gallinaceus Bacte 


ria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


0 Granulicatella 


Streptococcus sinensis 
sinensis Bacteria; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 


as. 
Legionella gresilensis 
ella gresilensis 
ionella. 
Streptococcus 
ococcus intermedius 
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425026 Bacteria_16S 1348157 1348060 5 102 gi|228720860|ref|NR_027598.1| Syntrophobacter 
fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 1346912 1348397 Syntrophobacter 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; 
Syntrophobacteraceae; Syntrophobacter. 

425026 Bacteria_16S 1411247 1411150 7 104 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

425026 Bacteria_16S 1478234 14781377 104 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 1523431 1523346 16 101 gi|219857543|ref|NR_025131.1| Treponema parvum 
strain OMZ833 16S ribosomal RNA, partial sequence 1522207 1523691 Treponema parvum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

425026 Bacteria_16S 1526518 1526421 7 104 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 1635784 1635687 5 102 gi| 219878453 |ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

425026 Bacteria_16S 1660105 1660016 16 105 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 

425026 Bacteria_16S 1690529 1690432 5 102 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

425026 Bacteria_16S 1709002 1708913 16 105 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 

425026 Bacteria_16S 1745609 1745512 7 104 gi|219878377|ref|NR_025516.1| Streptococcus ratti 
strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

425026 Bacteria_16S 1750082 1749993 15 104 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

425026 Bacteria_16S 1751574 1751485 15 104 gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae 
strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

425026 Bacteria_16S 1768271 1768170 5 105 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

425026 Bacteria_16S 1809217 1809120 5 102 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

425026 Bacteria_16S 1815324 1815227 8 105 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
LMG 19981 16S ribosomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

425026 Bacteria_16S 1838196 1838099 7 104 gi|219878310|ref|NR_025449.1]| Lactobacillus 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 1838461 Lactobacillus 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 1918754 1918657 7 104 gi|219878249|ref|NR_025388.1| Pediococcus inopinatus 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

425026 Bacteria_16S 1961406 1961309 7 104 gi|219878221|ref|NR_025360.1| Vagococcus fessus 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagococcus fessus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

425026 Bacteria_16S 2095832 2095735 5 102 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 2115577 2115480 5 102 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

425026 Bacteria_16S 2117117 2117020 8 105 gi| 219857657 |ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

425026 Bacteria_16S 2124680 2124583 5 102 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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425026 Bacteria_16S 2138282 2138193 16 105 gi| 219857643 |ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

425026 Bacteria_16S 2170062 2169965 7 104 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

425026 Bacteria_16S 2188256 2188159 8 105 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

425026 Bacteria_16S 2254980 2254883 7 104 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

425026 Bacteria_16S 2397574 2397485 14 103 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

425026 Bacteria_16S 2405212 24051157 104 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 2444825 2444728 5 102 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

425026 Bacteria_16S 2446358 2446269 16 105 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

425026 Bacteria_16S 2496144 2496047 7 104 gi|219857386|ref|NR_024974.1| Streptococcus 
orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

425026 Bacteria_16S 2502145 2502048 8 105 gi|219857381|ref|NR_024969.1| Legionella waltersii 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

425026 Bacteria_16S 2503651 2503554 8 105 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
425026 Bacteria_16S 2622430 26223335 102 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

425026 Bacteria_16S 2634596 2634499 5 102 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

425026 Bacteria_16S 2664771 2664674 7 104 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

425026 Bacteria_16S 2666333 2666236 7 104 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

425026 Bacteria_16S 2705368 27052717 104 gi|219857185|ref|NR_024813.1| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 2781906 2781809 8 105 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

425026 Bacteria_16S 2783364 2783275 16 105 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

425026 Bacteria_16S 2870145 2870048 5 102 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
425026 Bacteria_16S 2925342 2925245 7 104 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

425026 Bacteria_16S 2928230 2928141 16 105 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

425026 Bacteria_16S 2961335 2961238 8 105 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 
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425026 Bacteria_16S 3010178 3010081 7 104 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 3038976 3038879 7 104 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

425026 Bacteria_16S 3064891 3064794 7 104 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

425026 Bacteria_16S 3217303 3217206 7 104 gi| 219846776 |ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

425026 Bacteria_16S 3419070 3418981 15 104 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

425026 Bacteria_16S 3536819 3536722 5 102 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
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425026 Bacteria_16S 3576615 3576518 8 105 gi|219846525|ref|NR_026117.1| Legionella feeleii 
strain WO-44C 16S ribosomal RNA, partial sequence 3575389 3576854 Legionella feeleii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

425026 Bacteria_16S 3587238 3587141 8 105 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 
strain JB13 16S ribosomal RNA, partial sequence 3585997 3587456 Methylomonas fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

425026 Bacteria_16S 3591852 3591763 15 104 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

425026 Bacteria_16S 3611705 3611608 5 102 gi|219846498|ref|NR_026090.1| Planococcus citreus 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 3610451 3611882 Planococcus citreus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

425026 Bacteria_16S 3796826 3796729 8 105 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

425026 Bacteria_16S 3812016 3811919 7 104 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

425026 Bacteria_16S 3837798 3837698 5 105 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

425026 Bacteria_16S 3906628 3906531 8 105 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

425026 Bacteria_16S 3931084 3930987 5 102 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

425026 Bacteria_16S 3932624 39325277 104 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

425026 Bacteria_16S 3972399 3972302 5 102 gi|219846244|ref|NR_025834.1| Brachymonas 
denitrificans strain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
425026 Bacteria_16S 4044206 4044109 5 102 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

425026 Bacteria_16S 4057637 4057548 16 105 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
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16S 1223893 1223793 5 104 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 


tridia; 
16S 
T 


b 


Clostridiales; 
1378382 1378282 5 


16S 1382808 1382708 5 

ribosomal RNA, partial s 
G 
16S 
6 
G 


1412764 14126645 


16S 1435813 14357177 


i 


105 


105 
equence 


ammaproteobacteria; Alteromonadales; 


105 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 


103 


Clostridiaceae; 


gi 


7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


gi 
13 


gi 
14 


gi 


n 20CM 16S ribosomal RNA, partial sequ 


a 


228717562 
ce 13771 
nadales; 


228717104 
81574 13830 


224581450 
11537 14130 


224581431 
ence 14345 


Caminicell 


Alter 


diomarinac 


seudoalter 


a. 
ref|NR_027564.1 
67 1378635 Teredi 
omonadales g 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


ref|NR_027560.1| Idiomarina baltica 
49 Idiomarina baltica 08145 Bacteria; 
eae; Idiomarina 
ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 
ref|NR_027213.1| Paenibacillus 

76 1436085 Paenibacillus antarcticus 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

425026 Bacteria_16S 1505414 1505334 5 85 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

425026 Bacteria_16S 1757816 17577165 105 gi| 219878367 |ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

425026 Bacteria_16S 1793839 1793749 15 105 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

425026 Bacteria_16S 2012119 2012031 17 105 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

425026 Bacteria_16S 2226003 2225907 7 103 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

425026 Bacteria_16S 2227564 2227468 7 103 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

425026 Bacteria_16S 2238241 2238145 8 104 gi|219857574|ref|NR_025162.1]| Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

425026 Bacteria_16S 2317382 2317286 7 103 gi|219857518|ref|NR_025106.1| Paenibacillus 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 2317531 Paenibacillus 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

425026 Bacteria_16S 2757806 2757710 7 102 gi|219857148|ref|NR_024776.1| Thermaerobacter 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 


nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 
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lales; Paenibacillaceae; 
797863 797768 7 
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n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacteria 
1030345 1030246 5 104 gi 
n I78 16S ribosomal RNA, partial seque 
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425026 Bacteria_16S 


1270780 12707015 84 gi 


219846854 
3101054 31025 


452220 45376 


265678751 
453819 45536 


265678719 
ence 49817 
riales; 
265678718 
6S ribosomal RNA, partial sequence 499730 50125 
mamonadace 
265678591 


acterales; 
265678582 
699985 70142 


265678581 
701473 70290 


265678514 


strain PR-Nl 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Bacillales; Paenibacillac 
842185 842086 7 105 gi| 265678485 

in 24 16S ribosomal RNA, partial sequence 84098 
acteria; Gammaproteobacteria; Oceanospirillales; 
952331 952232 5 104 gi| 265678411 
bosomal RNA, partial sequence 951100 95259 


etaproteobacteria; Burkholderiales; Comamonadace 
998525 998426 5 104 gi| 265678379 
B-Al 16S ribosomal RNA, partial sequence 99729 
acteria; Gammaproteobacteria; Thiotrichales; Pis 
1001557 1001458 5 104 gi| 265678377 
ribosomal RNA, partial sequence 1000320 10017 
ammaproteobacteria; Thiotrichales; Pisciricketts 
1027345 10272465 104 gi| 265678360 


uence 


265678358 
nce 
hales; 
219846400 


68634 


Syntro 


’ 


10291 
Pis 


Co: 


ref|NR_026446.1| Tindallia magadiensis 
35 Tindallia magadiensis Bacteria; 


ridia; Clostridiales; Clostridiaceae; Tindallia. 
3233952 3233876 8 84 gi|219846765|ref|NR_026357.1| Parachlamydia 
ain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 
3661753 3661653 5 105 gi|219846464|ref|NR_026056.1| Glaciecola pallidula 
ribosomal RNA, partial sequence 3660516 3661990 Glaciecola pallidula Bacteria; 


ammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

3905088 3904992 7 103 gi|219846292|ref|NR_025882.1| Paenibacillus 
in NRRL NRS-290 16S ribosomal RNA, partial sequence 3903834 3905341 Paenibacillus 
eria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

3962038 3961942 8 104 gi|219846251|ref|NR_025841.1| Rubrivivax gelatinosus 
16S ribosomal RNA, partial sequence 3960828 3962278 Rubrivivax gelatinosus Bacteria; 
etaproteobacteria; Burkholderiales; Rubrivivax. 

4078894 4078798 5 101 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 

LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
ia; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

342178 342079 5 104 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 

376356 376261 7 102 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

453478 453379 5 104 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 


ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hydrogenophaga. 
ref|NR_029023.1| Hydrogenophaga atypica 
6 Hydrogenophaga atypica Bacteria; 

ae; Hydrogenophaga. 

ref|NR_028896.1| Desulfosarcina 

3 687857 Desulfosarcina cetonica 
Desulfobacteraceae; Desulfosarcina. 
ref|NR_028887.1| Paenibacillus odorifer 
2 Paenibacillus odorifer Bacteria; 


Hydrogenophaga 
enophaga defluvii 


ref |NR_028886.1 
9 Paenibacillus 


Paenibacillus graminis 
graminis Bacteria; 


ref|NR_028817.1| Paenibacillus 

e 796606 798156 Paenibacillus 

eae; Paenibacillus. 

ref|NR_028788.1| Marinospirillum 

1 842417 Marinospirillum alkaliphilum 
Marinospirillum. 

ref|NR_028713.1| Curvibacter delicatus 
4 Curvibacter delicatus Bacteria; 

ae; Curvibacter. 

ref|NR_028681.1| Thiomicrospira 

1 998749 Thiomicrospira kuenenii 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028679.1| Thiomicrospira frisia 
83 Thiomicrospira frisia Bacteria; 
iaceae; Thiomicrospira. 

ref|NR_028662.1| Desulfobacca 


1026088 102759 
phobacterales; S 


1 Desulfobacca 
yntrophaceae; 


ref|NR_028660.1 
05 1030582 Thiomi 


Thiomicrospira 
crospira thermophila 
cirickettsiaceae; Thiomicrospira. 


v 


ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfonema. 


ref|NR_025991.1] Desulfonema 
1269526 1270965 Desulfonema 


425026 Bacteria_16S 1801455 1801360 7 102 gi|219878335|ref|NR_025474.1| Paenibacillus 


stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

425026 Bacteria_16S 2048425 20483307 102 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

425026 Bacteria_16S 2156309 21562147 102 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 


taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 


425026 Bacteria_16S 2305199 2305100 5 104 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

425026 Bacteria_16S 2432625 24325307 102 gi|219857436|ref|NR_025024.1| Paenibacillus 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
425026 Bacteria_16S 2508231 2508136 7 102 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 
425026 Bacteria_16S 2543948 2543849 5 104 gi| 219857348 |ref|NR_024936.1| Hydrogenophaga 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


425026 Bacteria_16S 2645395 2645296 5 104 gi|219857228|ref|NR_024856.1| Hydrogenophaga 
intermedia strain S1 16S ribosomal RNA, partial sequence 2644182 2645662 Hydrogenophaga intermedia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

425026 Bacteria_16S 3265630 32655515 84 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 4083582 4083487 7 102 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

425026 Bacteria_16S 4106019 4105924 7 102 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 


strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
425026 Bacteria_16S 4199281 4199186 7 102 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


rs 


425026 Bacteria_16S 214255 214165 15 105 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

425026 Bacteria_16S 387139 387049 8 98 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
425026 Bacteria_16S 488605 488515 15 105 gi| 265678726 |ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

425026 Bacteria_16S 516083 515993 15 105 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

425026 Bacteria_16S 534466 534372 8 102 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

425026 Bacteria_16S 546679 546589 15 105 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

425026 Bacteria_16S 663349 663259 15 105 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 


strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 
425026 Bacteria_16S 667969 667883 15 101 gi| 265678604 |ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
425026 Bacteria_16S 690682 690592 15 105 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

425026 Bacteria_16S 692234 692144 15 105 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 
425026 Bacteria_16S 764054 763964 15 105 gi| 265678537 |ref|NR_028841.1| Marinobacter litoralis 
strain SW-45 16S ribosomal RNA, partial sequence 762839 764334 Marinobacter litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 
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1463087 1462997 15 105 gi 
50-11 16S ribosomal RNA, partial sequ 
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6 987865 Citrob 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref |NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref|NR_027549.1 


Enterobacteriac 
ref|NR_027547.1 
56 1121404 Anaero 
; Cystobacterine 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


ref|NR_027207.1 
29 1443825 Actino 
steurellaceae; A 
ref|NR_027192.1 
62 1463368 Marino 
1lteromonadaceae; 
ref|NR_024892.1 


Idiomarina 
NR_024891.1 


eae; 
ref 


eae; Idiomarina 
ref |NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025546.1 


acea 
ref 


e; Glaciecol 
NR_025427.1 


aceae; Glaciecol 


219878194 


Kluyvera cryocrescens 


7 Kluyvera cryocrescens Bacteria; 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 
Gluconacetobacter 
Gluconacetobacter 

tobacteraceae; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 
Marinomonas 
0 Marinomonas 
rinomonas. 
Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 

Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 
Marinobacter 

bacter bryozoorum 
Marinobacter. 
Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Rhodovarius 
8 Rhodovarius 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 


ref |NR_025333.1 


Leminorella grimontii 


16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 


425026 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; 


425026 Bacteria_16S 
strain S1/1-984 1 


Proteobacteria; 


Buttiauxella. 


425026 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; 


425026 Bacteria_16S 
reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae; 
425026 Bacteria_16S 
Soel 16S ribosoma 


Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

425026 Bacteria_16S 2121643 2121553 15 105 gi|219857654|ref|NR_025243.1 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacte 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 

425026 Bacteria_16S 2160834 2160748 15 101 gi|219857628|ref|NR_025217.1 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 216110 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Swaminathania. 

425026 Bacteria_16S 2299181 2299091 15 105 gi|219857531|ref|NR_025119.1 


strain L2-TR 16S 
Proteobacteria; 
Bacteria; 


limimaris strain 
Bacteria; Proteob 


425026 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


425026 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


425026 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


425026 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


425026 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


425026 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


425026 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


425026 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


425026 Bacteria_16S 


strain AA08 16S r 
Proteobacteria; A 


425026 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


6S ribosomal 
E 


2009009 2008919 15 105 


gi 


ria; Proteobacteria; Gammaproteobacter 


ribosomal RNA, partial sequence 
Idi 
2303640 2303550 15 105 gi 
T5054 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromona 
2355053 2354967 16 102 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntrophob 
2399101 2399007 8 102 gi 
SW28 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Sporosa 
2411356 2411262 8 102 gi 


ne 


etaproteobacteria; Burkholderiales; Tepi 
2462966 2462876 15 105 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enterobact 
2509734 2509648 15 101 gi 
FN-Cf£55 16S ribosomal RNA, partial seque 
R 


; Proteobacteria; Alphaproteobacteria; 
2586927 2586837 15 

in MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; Gammaproteob 
2620945 2620855 15 105 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2636073 2635983 15 105 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobact 
2637637 2637547 15 105 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2709878 2709792 15 101 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2712827 27127305 102 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2717322 2717232 15 105 
ribosomal RNA, partial sequence 


105 gi 
complete sequ 


E 


E 


Ac 


gi 


425026 Bacteria_16S 


strain MKT 106 16 


ia; 


2708714 27 


2711598 27 


RNA, partial sequence 2006247 20077 
Gammaproteobacteria; Enterobacteriales; 
425026 Bacteria_16S 
ferragutiae strain DSM 9390 16S ribosomal RNA, partial 
ferragutiae Bacte 


2297982 22993 
Gammaproteobacteria; Alteromonadales; 
425026 Bacteria_16S 
lutaoensis strain 
Proteob 
425026 Bacteria_16S 


omarinac 


219857528 


ce 23024 
dales; 


e 23538 
acterale 


219857461 


e 23978 
rcina. 


219857453 
6S ribosomal RNA, partial sequence 2410156 24116 


dimonas. 


219857408 


24617 
eriales; 


219857371 


nce 
hodospir 


219857277 


ence 
acteria; 


219857252 


26197 
nterobac 


219857234 


26348 
eriales; 


219857233 


26364 
nterobac 


219857182 


101 
etobacte 


219857180 


129 


219857177 
2716108 27 
ammaproteobacteria; Alteromonadales; Colwelli 


175 
ace 


2741447 2741357 15 105 
S ribosomal RNA, partial sequence 


gi 


219857160 
2740223 2741676 Agarivorans albus Bacteria; 


nterobacteriaceae; 
219878190 
sequence 

Enterobacteriales; 


Alteromonadaceae 
219857491 


41 Buttiauxella 


ref |NR_025329.1 
2007792 200929 


eae; Idiomarina 
ref|NR_025116.1 
04 2303932 Marino 

, 


ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref |NR_025049.1 
69 2399376 Sporos 


ref |NR_025041.1 


ref|NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024959.1 

2508571 251001 
illales; Acetoba 


ref |NR_024908.1 

2585691 258722 
Oceanospirillal 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024810.1 


race 
ref 


ae; Asaia. 
NR_024808.1 


ref |NR_024805.1 


ae; Colwellia. 


2005919 2005829 15 105 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 
6S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 
2007465 2007375 15 105 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 


gaviniae Bacteria; 
Buttiauxella. 


Buttiauxella 
5 Buttiauxella 


Enterobacteriaceae; 


2010568 2010478 15 105 gi| 219878189 |ref|NR_025328.1| Buttiauxella brennerae 
6S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 
2056127 2056029 7 105 gi|219878154|ref|NR_025293.1| Streptomyces 
train CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
2089730 2089640 8 98 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
1 RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 


Cedecea davisae strain 
ria; Proteobacteria; 


Swaminathania 
2 Swaminathania 


tobacteraceae; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Desulfomonile 
omonile limimaris 
; Desulfomonile. 
Sporosarcina 

arcina aquimarina 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Raoultella planticola 
ella planticola 

eae; Raoultella. 
Gluconacetobacter 

7 Gluconacetobacter 
cteraceae; 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Kluyvera georgiana 

ra georgiana Bacteria; 
era. 

Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


ref |NR_024788.1 


Agarivorans albus 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 


425026 Bacteria_16S 2756237 2756143 8 102 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
425026 Bacteria_16S 2762241 2762155 15 101 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 

425026 Bacteria_16S 2763693 2763603 15 105 gi|219857142|ref|NR_024770.1| Edwardsiella tarda 
strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 2763940 Edwardsiella tarda ATCC 15947 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 
425026 Bacteria_16S 2765209 2765119 15 105 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella ictaluri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

425026 Bacteria_16S 2766725 2766635 15 105 gi|219857140|ref|NR_024768.1| Edwardsiella hoshinae 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella hoshinae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwardsiella. 

425026 Bacteria_16S 2810482 2810396 15 101 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
S60-1 16S ribosomal RNA, partial sequence 2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

425026 Bacteria_16S 2825528 2825442 15 101 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

425026 Bacteria_16S 2937223 2937137 15 101 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

425026 Bacteria_16S 2947940 2947850 15 105 gi|219856825|ref|NR_024644.1| Serratia rubidaea 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 2948170 Serratia rubidaea Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

425026 Bacteria_16S 2949430 2949340 15 105 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
strain JCM1235 16S ribosomal RNA, partial sequence 2948221 2949658 Enterobacter aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

425026 Bacteria_16S 2950918 2950828 15 105 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

425026 Bacteria_16S 2952419 2952329 15 105 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

425026 Bacteria_16S 2953917 2953827 15 105 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 


Proteobacteria; G 


cloacae complex. 


425026 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


425026 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


425026 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


425026 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Psychromonas. 


425026 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


425026 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


425026 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


425026 Bacteria_16S 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


ammaproteobacteria; Enterobacteriales; E 
3004181 3004095 15 101 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3079692 3079610 16 98 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081268 3081186 16 98 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3117348 3117258 15 105 gi 
star-1 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


nc 
ri 


en 
el 


ce 
el 


ue 
a; 


3118863 3118777 15 101 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3271670 3271580 15 105 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3273208 3273118 15 105 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
3553837 3553751 15 101 gi 
CIB 8746 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


en 
ri 


E 


E 


qu 
R 


v 


425026 Bacteria_16S 


nterobac 


219846921 


e 30029 
llales; 


219846869 


ce 30784 
lales; D 


219846868 


30800 
lales; D 


219846844 


nce 


219846843 


ce 31176 
llales; 


219846740 


32704 
nterobac 


219846739 


32719 
nterobac 


219846541 


ence 
hodospir 


3555368 3555282 15 101 gi 


219846540 


liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter 


Alteromonad 


teriaceae; Enter 


ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026436.1 

3116131 311762 
ales; Psychr 


ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteracea 
ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref |NR_026133.1 

3552654 355413 
illales; Acetoba 


e: 


obacter; Enterobacter 
Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Desulfurella 

urella multipotens 
Desulfurella. 
Desulfurella 

urella propionica 
Desulfurella. 
Psychromonas 

9 Psychromonas 
omonadaceae; 


, 


Gluconacetobacter 
acetobacter intermedius 
Gluconacetobacter. 
Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Gluconacetobacter 

4 Gluconacetobacter 
cteraceae; 


v 


ref|NR_026132.1 
3554185 355566 


Gluconacetobacter 
7 Gluconacetobacter 


425026 Bacteria_16S 3588765 3588683 16 98 gi 
acetivorans strain A63 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 
425026 Bacteria_16S 3610223 36101265 102 gi 


strain NCIMB 629 16S ribosomal RNA, partial sequence 3608971 36104 


Firmicutes; Bacillales; Planococcaceae; Planococcus. 
425026 Bacteria_16S 3765263 3765169 8 102 gi 
thermocisternum strain ST90 16S ribosomal RNA, partial 
thermocisternum Bacteria; Firmicutes; Clostridia; Clost 
425026 Bacteria_16S 3942688 3942602 15 101 gi 
strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
425026 Bacteria_16S 3944149 3944063 15 101 gi 
organovorum strain TFC 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 
425026 Bacteria_16S 3947069 3946983 15 101 gi 
strain Lhet2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
425026 Bacteria_16S 3948534 3948448 15 101 gi 
strain KLB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
425026 Bacteria_16S 4010827 4010737 15 105 gi 
strain R22 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; I 
425026 Bacteria_16S 4082011 4081917 8 102 gi 
strain CLN-1 16S ribosomal RNA, partial sequence 


3941522 39429 


3945905 39473 


3947368 39487 


4009610 40110 


4080799 40822 


219846517 
nce 35875 
ellales; D 
219846499 


219846388 
sequence 
ridiales; 

219846264 


Acetobacte 
219846263 
nce 39429 
rillales; 

219846261 


Acetobacte 
219846260 


Acetobacte 
219846216 


diomarinac 
219846165 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026091.1 


ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref|NR_025806.1 


Idiomarina 
NR_025755.1 


eae; 
ref 


Desulfurella 

urella acetivorans 
Desulfurella. 
Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidiphilium 

hilium organovorum 

; Acidiphilium. 
Acidiphilium cryptum 


cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

425026 Bacteria_16S 4130304 4130214 15 105 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

425026 Bacteria_16S 4170367 4170277 15 105 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

425026 Bacteria_16S 4206817 4206723 8 102 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

425026 Bacteria_16S 4235662 4235572 15 105 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

425026 Bacteria_16S 4246167 4246077 15 105 gi|219722938|ref|NR_024570.1| Escherichia coli 
strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

425026 Bacteria_16S 30022 29925 7 104 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 40434 40337 is) 102 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

425026 Bacteria_16S 48052 47963 16 105 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

425026 Bacteria_16S 308433 308336 5 102 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

425026 Bacteria_16S 340685 340588 7 104 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

425026 Bacteria_16S 345153 345056 7 104 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 411781 411684 7 104 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 424138 424041 5 102 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 493244 493155 16 105 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 


strain R65 16S ribosomal RNA, partial sequence 


492024 493535 Marinobacter sediminum Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 


425026 Bacteria_16S 


halichoeri strain 
halichoeri Bacter 


425026 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


425026 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


ia; 


lales; 


bacillales; 


lales; 


497842 497745 7 
M512/02/1 16S ribosomal RNA, partial 
Firmicutes; Lactobacillales; 
502552 502455 5 
ibosomal RNA, partial sequence 

Bacillaceae; 
514625 514528 7 
bosomal RNA, partial sequence 


532915 532818 5 
S ribosomal RNA, partial sequence 
Bacillaceae; 


104 


102 


Bacillus. 
104 


Lactobacillaceae; 
102 


Bacillus. 


gi|265678720|ref|NR_029025.1| Streptococcus 
sequence 496622 498127 Streptococcus 
Streptococcaceae; 


gi 


501307 502811 


gi 


513446 51481 
Lactobacillus. 


gi 


265678717 


265678709 


265678697 


Streptococcus. 
£/NR_029022.1| Bacillus indicus 
Bacillus indicus Bacteria; 


ref|NR_029014.1 
3 Lactobacillus 


Lactobacillus rossiae 
rossiae Bacteria; 
Bacillus drentensis 


ref|NR_029002.1 


531745 533182 Bacillus drentensis Bacteria; 


425026 Bacteria_16S 551358 551261 7 104 gi|265678685|ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 578607 578510 8 105 gi| 265678667 |ref|NR_028972.1| Thalassolituus 


oleivorans strain 


Bacteria; 


Firmicutes; 


mindensis strain 


mindensis Bacteria; 
425026 Bacteria_16S 


azorensis strain 
Bacteria; Firmic 


425026 Bacteria_16S 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


catecholicum Bac 


425026 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erys 


425026 Bacteria_16S 


hydrothermale st 


Bacillales; 
425026 Bacteria_16S 


586094 585997 5 102 gi 
16S ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
611783 611686 7 104 
TMW 1.80 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 


654346 654269 8 85 


gi 


gi 
utes; Clostridia; Clostridiales; 
689142 689053 15 104 gi 
teria; Proteobacteria; 
863379 863290 15 104 


ribosomal RNA, partial sequence 


gi 


884420 884323 5 102 gi 


MIL-1 16S ribosomal RNA, partial sequence 57740 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
425026 Bacteria_16S 
strain V2-BIII-A2 


265678662 


265678644 
complete sequence 6 
Lactobacillaceae; 
265678614 
MV1087 16S ribosomal RNA, partial sequence 65316 
Clostridiaceae; 

265678590 


ref 


58488 


ref 


ref 


ref 


ref 


ref 


5 578770 Thalas 
Thalassolituus. 


8 586308 Bacill 


10536 612079 
Lactobacillus. 


3 654605 Calora 
Caloranaerobacte 


687908 689408 
Desulfobacterales; 
265678470 
862181 86365 
ipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
265678455 


rain MT-96 16S ribosomal RNA, partial sequence 883190 884650 


NR_028967.1 


NR_028949.1 


NR_028919.1 


NR_028895.1 


De 
NR_028773.1 


Bulleidia. 
NR_028757.1 


solituus oleivorans 


Bacillus barbaricus 
us barbaricus Bacteria; 


Lactobacillus 
Lactobacillus 


Caloranaerobacter 
naerobacter azorensis 
ry 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Desulfacinum 
Desulfacinum 


hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 

425026 Bacteria_16S 942955 942858 5 102 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

425026 Bacteria_16S 946081 945984 5 102 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

425026 Bacteria_16S 953882 953785 5 102 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

425026 Bacteria_16S 955442 955345 5 102 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

425026 Bacteria_16S 1056295 1056198 5 102 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

425026 Bacteria_16S 1118102 1118005 7 104 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

425026 Bacteria_16S 1124216 1124119 7 104 gi|224581425|ref|NR_027206.1| Lactobacillus antri 


strain Kx146A4 1 
Firmicutes; Lact 


425026 Bacteria_16S 


DSM 16069 16S ri 
Bacteria; Proteo 


425026 Bacteria_16S 


strain 2DT 16S r 
Firmicutes; Baci 


425026 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


425026 Bacteria_16S 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 
obacillales; Lactobacillaceae; 
1175622 1175533 16 105 
bosomal RNA, partial sequence 

bacteria; Gammaproteobacteria; Kangiella 
1297627 12975305 102 gi 
ibosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 
1322097 13220005 102 gi 
carnosus strain 361 16S ribosomal RNA, 
carnosus Bacteria; Firmicutes; 
1406731 1406642 15 


gi 


104 gi 


1122944 11244 
Lactobacillus. 

228718578 
1174405 11758 


219857534 
1296399 12978 


228715346 
partial sequen 
Bacillales; 
219857143 


ref 


ref 


ref 


Staphyloco 
ref 


63 Lactobacillus 


NR_027574.1 


NR_025122.1 


NR_027518.1 
ce 132084 
ccus. 
NR_024771.1 


antri Bacteria; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Staphylococcus 
2 1322334 Staphylococcus 


Acetobacter 


1405568 1406981 Acetobacter 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


425026 Bacteria_1 


strain LMG 22166 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


425026 Bacteria_16S 
LMG 22167 16S rib 


Bacillales; Bacil 


425026 Bacteria_16S 
ruminatorw 
rumin 
425026 Bacteria_16S 


subsp. 
equi subsp. 


strain LMG 21880 
Firmicutes; Bacil 


425026 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


425026 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


425026 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; 


decolorationis st 
decolorationis Ba 


425026 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


425026 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


425026 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


425026 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


425026 Bacteria_16S 


strain ME102 16S 
Proteobacteria; 


CIP 106764 16S ri 
Firmicutes; Lacto 


425026 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


425026 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


425026 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


425026 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; G 


425026 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


425026 Bacteria_16S 


B 
425026 Bacteria_16S 


G 
425026 Bacteria_16S 


6S 1583856 1583759 5 102 gi 


Viridibacillus. 
102 gi 


lales; Planococcaceae; 


1585411 15853145 


Viridibacillus. 
102 gi 


lales; Planococcaceae; 
1586966 1586869 5 
osomal RNA, partial sequence 
laceae; Bacillus. 

1610042 1609945 7 104 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1631120 16310235 102 gi 


Bacillus. 
102 


lales; Bacillaceae; 
1637246 1637149 5 
omal RNA, partial sequence 
laceae; Bacillus. 

1638737 1638640 5 
omal RNA, partial sequence 
laceae; Bacillus. 

1725795 1725698 5 


gi 


102 gi 


102 gi 
etaproteobacteria; Burkholderiales; Co: 
1803023 18029265 102 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1839759 1839662 7 104 gi 


bacillales; 
1841322 18412257 


Lactobacillaceae; Lactobac 
104 gi 


ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1842865 1842768 5 102 gi 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1844426 1844329 7 104 

S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; Isobacu 
1857899 1857802 7 104 gi 


gi 


bacillales; Carnobacteriaceae; Trichoc 
1862496 1862407 16 105 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1903860 1903763 7 104 gi 
bosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 

1909541 1909444 7 104 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1941535 19414385 102 gi 


gi 


Bacillus. 
102 


lales; Bacillaceae; 


1946244 19461475 gi 
lales; Bacillaceae; Bacillus. 

1974886 1974789 5 102 
ibosomal RNA, partial sequence 
lales; Planococcaceae; 
2086726 2086637 16 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2192840 2192743 5 102 gi 
ribosomal RNA, partial sequence 

lales; Bacillaceae; Amphibacillus. 
2259595 2259498 7 104 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
2264293 2264196 8 105 gi 


gi 


Marinibacillus. 
105 gi 


219878489 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


219878487 


1585730 15872 


219878470 
pa 
llales; 

219878456 


16S ribosomal RNA, partial sequence 1629885 16313 


219878452 


1636012 1637452 Bacil 


219878451 


1637503 1638932 Bacil 


219878391 


6S ribosomal RNA, partial sequence 1724592 17259 


6S ribosomal RNA, partial sequence 1838512 18400 


1841624 18431 


6S ribosomal RNA, partial sequence 1856650 18581 


1902626 19040 


16S ribosomal RNA, partial sequence 1940300 19418 


219878231 


16S ribosomal RNA, partial sequence 1945009 19464 


219878212 


1973642 19751 


219878132 


2085504 20870 


Alcanivor 
219857604 


2191612 21930 


219857560 
22583 
occus. 
219857557 


rtial se 
St 


ref|NR_025628.1| Viridibacillus arenosi 
24 Viridibacillus arenosi Bacteria; 


ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 


ref |NR_025626.1 
33 Bacillus humi 


Bacillus humi strain 
Bacteria; Firmicutes; 


ref 
quen 


NR_025609.1 
ce 160886 


Streptococcus equi 
3 1610272 Streptococcus 
reptococcaceae; Streptococcus. 
ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


Bacillus soli strain 
a; Firmicutes; 


ref 
lus 


NR_025591.1 
soli Bacteri 


Bacillus vireti strain 
ria; Firmicutes; 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref |NR_025530.1| Comamonas kerstersii 
36 Comamonas kerstersii Bacteria; 


mamonadaceae; Comamonas. 

219878334|ref|NR_025473.1| Bacillus 

ial sequence 1801788 1803290 Bacillus 

aceae; Bacillus. 

219878309|ref|NR_025448.1| Lactobacillus hamsteri 
21 Lactobacillus hamsteri Bacteria; 

illus. 

219878308|ref|NR_025447.1| Lactobacillus 

al sequence 1840072 1841573 Lactobacillus 

ctobacillaceae; Lactobacillus. 

219878307|ref|NR_025446.1| Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


219878306|ref|NR_025445.1| Isobaculum melis 
1843183 1844697 Isobaculum melis Bacteria; 

lum. 

219878296 |ref|NR_025435.1| Trichococcus palustris 

69 Trichococcus palustris Bacteria; 

occus. 

219878293|ref|NR_025432.1| Oleiphilus messinensis 
1861284 1862720 Oleiphilus messinensis Bacteria; 

Oleiphilaceae; Oleiphilus. 

219878261|ref|NR_025400.1| Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


219878257 |ref|NR_025396.1]| Aerococcus 

al sequence 1908318 1909816 Aerococcus 
ococcaceae; Aerococcus. 
219878234|ref|NR_025373.1| Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


ref|NR_025271.1| Alcanivorax jadensis 
02 Alcanivorax jadensis Bacteria; 
acaceae; Alcanivorax. 

ref|NR_025192.1| Amphibacillus tropicus 
37 Amphibacillus tropicus Bacteria; 


ref|NR_025148.1 
45 2259880 Strept 


Streptococcus iniae 
ococcus iniae Bacteria; 


ref|NR_025145.1| Alcanivorax 


venustensis strain ISO4 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 


425026 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


425026 Bacteria_16S 


strain ATCC49733 
Proteobacteria; 


didelphis strain 
didelphis Bacteri 


425026 Bacteria_16S 


selangorensis str 
selangorensis Bac 


425026 Bacteria_16S 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


425026 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


425026 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


425026 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


425026 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


425026 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


425026 Bacteria_16S 
6S ribosomal RNA, partial sequence 2872057 28735 


strain IFO15566 1 
Firmicutes; Bacil 


425026 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


425026 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


425026 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


425026 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


425026 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


425026 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


425026 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


425026 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


425026 Bacteria_16S 
n DSM 6115 16S ribosomal RNA, partial 


kuznetsovii strai 
kuznetsovii DSM 6 


425026 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


islandicus strain 
Bacteria; Nitrosp 


G 
425026 Bacteria_16S 


bacillales; Aerococcaceae; 
425026 Bacteria_16S 


S ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2984337 29842405 102 gi 
bosomal RNA, partial sequence 


oc 


S ribosomal RNA, partial sequence 


bacillales; Enterococcaceae; Vagococcu 
3091804 3091707 7 104 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3156600 3156503 5 


Ss. 


Ignavigranu 
102 gi 


mM. 


se 
115 Bacteria; Firmicutes; Clostridia; Cl 
3180813 3180716 7 104 gi 
8 16S ribosomal RNA, partial sequence 

Facklamia. 

3288383 3288298 16 101 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 


en 
he 


425026 Bacteria_16S 


2768556 27700 


2961676 29631 


cus. 


219846934 
2983106 29845 


3040796 30422 


bacillales; Aerococcaceae; Facklamia. 
3070744 3070647 7 104 gi|219846875 
16S ribosomal RNA, partial sequence 30695 


219846861 
3090574 30919 


219846818 


quence 
ostridia 


219846801 


31795 


219846729 


ce 32871 
rmodesul 


3305296 3305199 7 104 gi 


219846718 


2315841 23157445 102 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

2364278 2364189 16 105 gi|219857485|ref|NR_025073.1| Haemophilus felis 
16S ribosomal RNA, partial sequence 2363042 2364576 Haemophilus felis Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae. 

2417610 2417513 7 104 gi|219857448|ref|NR_025036.1| Streptococcus 
W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2617874 26177777 104 gi|219857254|ref|NR_024885.1| Paralactobacillus 
ain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

2625491 2625394 8 105 gi| 219857248 |ref|NR_024878.1| Rhodanobacter 
strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

2696183 2696094 15 104 gi|219857191|ref|NR_024819.1| Saccharibacter 
S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
acteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 

2699289 2699192 5 102 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 

2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
laceae; Bacillus. 

2726503 2726406 5 102 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
lales; Bacillaceae; Bacillus. 

2732621 27325247 104 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
train M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
acteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

2769756 2769659 5 102 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


lales; Bacillaceae; Bacillus. 

2863930 2863841 16 105 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
6S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

2873304 28732075 102 gi|219856876|ref|NR_024695.1| Bacillus niacini 


82 Bacillus niacini Bacteria; 


lales; Bacillaceae; Bacillus. 
2874892 2874795 5 102 gi| 219856875 |ref|NR_024694.1| Pullulanibacillus 
n ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
ria; Firmicutes; Bacillales; Pullulanibacillus. 
2879615 2879518 5 102 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
somal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
laceae; Bacillus. 
2962917 2962820 7 104 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 


71 Streptococcus porcinus Bacteria; 


ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 


lales; Bacillaceae; Bacillus. 

3008664 3008575 16 105 gi|219846918|ref|NR_026510.1| Halospirulina 
ccc Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
ia; Cyanobacteria; Oscillatoriales; Halospirulina. 

3042019 3041922 7 104 gi|219846895|ref|NR_026487.1| Facklamia languida 


68 Facklamia languida Bacteria; 


ref |NR_026467.1 
11 3070973 Vagoco 


Vagococcus lutrae 
ccus lutrae Bacteria; 


ref|NR_026453.1| Ignavigranum ruoffiae 
90 Ignavigranum ruoffiae Bacteria; 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Facklamia hominis 
mia hominis Bacteria; 


ref 
3 


NR_026410.1 
155325 315690 
les; Peptococcac 
ref|NR_026393.1 
83 3181087 Fackla 


ref|NR_026321.1| Thermodesulfovibrio 

91 3288591 Thermodesulfovibrio islandicus 
fovibrio. 

ref|NR_026310.1| Lactobacillus panis 


strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 


Firmicutes; 


Lactobacillales; 


Lactobacillaceae; Lactobacil 


lus. 


77 Bacillus firmus Bacteria; 


425026 Bacteria_16S 3306836 3306739 7 104 gi| 219846717 |ref|NR_026309.1 
strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 3535252 35351555 102 gi|219846553|ref|NR_026145.1 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 353553 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus 

425026 Bacteria_16S 3538375 3538278 5 102 gi|219846551|ref|NR_026143.1 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 3543073 3542976 5 102 gi|219846548|ref|NR_026140.1 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 3544629 3544532 5 102 gi| 219846547 |ref|NR_026139.1 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 3550778 3550701 7 84 gi| 219846543 |ref|NR_026135.1 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 354957 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
425026 Bacteria_16S 3584093 3584016 7 84 gi|219846520|ref|NR_026112.1 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 358438 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
425026 Bacteria_16S 3594908 3594819 15 104 gi|219846512|ref|NR_026104.1 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 359520 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Cl 
425026 Bacteria_16S 3663257 3663168 16 105 gi| 219846463 |ref|NR_026055.1 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequence 3662041 366352 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Co 
425026 Bacteria_16S 3723723 3723626 5 102 gi|219846419|ref|NR_026010.1 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 372398 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 3945607 3945522 16 101 gi|219846262|ref|NR_025852.1 
strain PW2 16S ribosomal RNA, partial sequence 3944448 39458 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
425026 Bacteria_16S 3949989 3949904 16 101 gi|219846259|ref|NR_025849.1 
strain 101 16S ribosomal RNA, partial sequence 3948831 39502 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocel 
425026 Bacteria_16S 3960528 3960431 5 102 gi|219846252|ref|NR_025842.1 
IAM 12464 16S ribosomal RNA, partial sequence 3959295 39607 

Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 4018305 4018216 16 105 gi|219846211|ref|NR_025801.1 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 40185 

Proteobacteria; Gammaproteobacteria; Kangiella. 

425026 Bacteria_16S 4019846 4019757 16 105 gi|219846210|ref|NR_025800.1 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 402012 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

425026 Bacteria_16S 4021391 4021302 16 105 gi|219846209|ref|NR_025799.1 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 402167 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacter. 

425026 Bacteria_16S 4042674 4042577 5 102 gi|219846195|ref|NR_025785.1 
strain R-6540 16S ribosomal RNA, partial sequence 4041510 40429 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 4068238 4068149 16 105 gi|219846174|ref|NR_025764.1 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 40685 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
425026 Bacteria_16S 4069777 4069688 16 105 gi|219846173|ref|NR_025763.1 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 40700 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
425026 Bacteria_16S 4080459 4080382 6 83 gi|219846166|ref|NR_025756.1 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 40807 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
425026 Bacteria_16S 4118106 4118009 7 104 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

425026 Bacteria_16S 4124288 4124199 16 105 gi|219846134|ref|NR_025724.1 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 412310 
psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
Volucribacter. 

425026 Bacteria_16S 4131822 41317255 102 gi|219846126|ref|NR_025716.1 
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Proteobacteria; B 


4148924 4148847 6 83 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
bosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4191825 4191736 16 105 gi| 219846081 |ref|NR_025671.1| Marinobacter 
n SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

4196349 4196260 16 105 gi|219846078|ref|NR_025668.1| Zooshikella 
n JC2044 16S ribosomal RNA, partial sequence 4195136 4196576 Zooshikella 
ria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 

4243154 4243057 7 104 gi|219846040|ref|NR_025630.1| Streptococcus 
ain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
teria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

31587 31499 16 104 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

52738 52650 16 104 gi|265679029|ref|NR_029337.1| Enterococcus asini 
bosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

217254 217166 16 104 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
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963128 963040 16 104 gi|265678403|ref|NR_028705.1| Enterococcus 
n 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
ria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

1038019 1037923 8 104 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
bosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

1198351 1198255 8 104 gi|228715504|ref|NR_027534.1| Ramlibacter 
310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 

1248169 1248093 8 84 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
ain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

1308271 13081915 85 gi|228721493|ref|NR_027616.1| Streptomyces 
ubsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
reptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 

Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

1323635 1323539 7 103 gi|228715345|ref|NR_027517.1| Streptococcus 

p- dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 
Streptococcus. 

1509933 1509837 7 103 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1511512 1511416 7 103 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 

GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ia; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

1549388 1549292 8 104 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
osomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
etaproteobacteria; Burkholderiales; Aquabacterium. 

1550854 1550758 8 104 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
osomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
etaproteobacteria; Burkholderiales; Aquabacterium. 

1588514 1588426 16 104 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
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1737886 1737786 5 105 gi| 219878383 |ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Gammaproteobacteria; Oceanospirillales; Oleispira. 
1854946 1854850 7 103 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 
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425026 Bacteria_16S 3897560 3897473 16 103 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

425026 Bacteria_16S 3963548 3963449 5 104 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

425026 Bacteria_16S 93295 93225 15 85 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

425026 Bacteria_16S 312971 312885 16 102 gi|265678852|ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

425026 Bacteria_16S 368848 368770 7 85 gi| 265678809 |ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 404004 403926 7 85 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 410161 410083 7 85 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 542084 541998 16 102 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

425026 Bacteria_16S 554332 554254 7 85 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 577093 576999 8 102 gi|265678668|ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
425026 Bacteria_16S 599468 599390 7 85 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
425026 Bacteria_16S 600998 600920 7 85 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 607157 607071 16 102 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

425026 Bacteria_16S 657321 657243 7 85 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 661885 661799 16 102 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

425026 Bacteria_16S 717674 717584 15 105 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

425026 Bacteria_16S 787155 787077 7 85 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 791774 791688 15 101 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

425026 Bacteria_16S 851101 851023 6 84 gi|265678479|ref|NR_028782.1| Heliorestis baculata 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 851358 Heliorestis baculata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

425026 Bacteria_16S 876840 876762 7 85 gi|265678461|ref|NR_028764.1| Streptomyces 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

425026 Bacteria_16S 949204 949110 8 102 gi|265678413|ref|NR_028715.1| Acidovorax temperans 


strain PHL 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 


947973 949484 Acidovorax temperans Bacteria; 


425026 Bacteria_16S 1019633 1019547 16 102 gi|265678365|ref|NR_028667.1| Staphylococcus 
succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
425026 Bacteria_16S 1071380 1071294 15 101 gi|265678330|ref|NR_028632.1| Tistrella mobilis 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 
425026 Bacteria_16S 1098338 1098260 7 85 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
425026 Bacteria_16S 1149878 1149808 15 85 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 
425026 Bacteria_16S 1155833 1155747 16 102 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
425026 Bacteria_16S 1294707 1294621 16 102 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
425026 Bacteria_16S 1315889 1315803 16 102 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
425026 Bacteria_16S 1319002 1318916 16 102 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
425026 Bacteria_16S 1320544 1320458 16 102 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
425026 Bacteria_16S 1354117 1354031 15 101 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
425026 Bacteria_16S 1426518 1426440 7 85 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
425026 Bacteria_16S 1428083 1428005 7 85 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
425026 Bacteria_16S 1431189 1431099 15 105 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 
425026 Bacteria_16S 1434277 1434191 16 102 gi|224581433|ref|NR_027215.1| Staphylococcus felis 


strain GD521 16S 
Firmicutes; 


Bacil 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 


1433051 14345 


25 Staphylococcus felis Bacteria; 


425026 Bacteria_16S 1475120 1475042 7 85 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 1479798 1479712 16 102 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

425026 Bacteria_16S 1481371 1481277 8 102 gi|219878371|ref|NR_025510.1]| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

425026 Bacteria_16S 1488952 1488874 7 85 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 1590046 1589968 7 85 gi| 219878485 |ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
425026 Bacteria_16S 1591594 1591516 7 85 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 1593142 1593064 7 85 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 


159193 


9 1593434 Streptomyces 


rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


Streptomycetaceae; Streptomyces. 


425026 Bacteria_16S 1594688 1594610 7 85 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 1596235 1596157 7 85 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 1632638 1632549 15 104 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 

425026 Bacteria_16S 1652411 1652325 16 102 gi| 219878441 |ref|NR_025580.1| Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 1661664 1661566 5 102 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

425026 Bacteria_16S 1753125 1753039 16 102 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 


strain LMG 18422 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 


16S ribosomal RNA, partial sequence 1751903 17534 


04 Bacillus luciferensis Bacteria; 


425026 Bacteria_16S 1772710 1772632 7 85 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
425026 Bacteria_16S 1774208 1774130 7 85 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 1775706 1775628 7 85 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 1790808 1790722 16 102 gi|219878342|ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

425026 Bacteria_16S 1804579 1804493 16 102 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

425026 Bacteria_16S 1962892 1962802 15 105 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 


strain 95Al1 16S ribosomal RNA, complete sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
425026 Bacteria_16S 1967472 1967378 8 102 gi 
strain BM5 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chro 
425026 Bacteria_16S 2039029 2038943 16 102 gi 
strain LMG 12370 
Firmicutes; Bacil 


st 


ma 


lales; Bacillaceae; Virgibacillus. 


425026 Bacteria_16S 2111040 2110962 7 85 gi|219873436|ref|NR_025250.1 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 21113 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
425026 Bacteria_16S 2168505 2168427 7 85 gi|219857623|ref|NR_025212.1 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
425026 Bacteria_16S 2224469 2224375 8 102 gi| 219857583 |ref|NR_025171.1 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermo 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobac 
Thermodesulfatator. 

425026 Bacteria_16S 2248846 2248768 7 85 gi| 219857567 |ref|NR_025155.1 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 224914 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 2258034 2257956 7 85 gi|219857561|ref|NR_025149.1 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 225829 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptom 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 2261157 2261079 7 85 gi| 219857559 |ref|NR_025147.1 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 226145 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 2285751 2285665 16 102 gi| 219857542 |ref|NR_025130.1 


1961654 19631 


219878217 
1966261 19677 


219878169 
16S ribosomal RNA, partial sequence 2037802 20393 


Pasteurella 
NR_025356.1 


eurellaceae; 


ref 


tiaceae; Thiocapsa. 
ref|NR_025308.1 


07 Virgibacillus 


strain NRRL B-23154 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


86 Pasteurella skyensis Bacteria; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Streptomyces humiferus 


30 Streptomyces humiferus Bacteria; 


ceae; Streptomyces. 
Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Streptomyces 
4 Streptomyces 
ycineae; 


Streptomyces 
2 Streptomyces 


Streptomycineae; 


Bacillus sonorensis 


2284530 2285939 Bacill 


us sonorensis Bacteria; 


425026 Bacteria_16S 
alkaliphilus strain T8 16S ribosomal RNA, partial 
Salinicoccus. 


Bacteria; 


strain YKJ-10 16S 
Firmicutes; 


Firmicutes; 
425026 Bacteria_16S 


Bacillales; 
425026 Bacteria_16S 


2314327 2314241 16 


Bacillales; 
2382420 2382334 16 


Bacillaceae; 
2518807 2518729 7 


102 


102 


ribosomal RNA, partial sequence 
Bacillus. 


85 


gi|219857520|ref|NR_025108.1| Salinicoccus 
sequence 2313125 2314583 Salinicoccus alkaliphilus 
gi|219857472|ref|NR_025060.1| Bacillus jeotgali 


2381197 2382701 Bacillus jeotgali Bacteria; 


gi| 219857365 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 


425026 Bacteria_16S 


strain ATCC 19624 
subsp. 


spizizenii 


strain SMCC W459 
Firmicutes; 


425026 Bacteria_16S 
halotolerans strain NN 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacteria; 


Bacteria; 


Diaphorobacter. 


425026 Bacteria_16S 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 
albofaciens strain JCM 4342 16S ribosomal RNA, partial 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 


425026 Bacteria_16S 


Firmicutes; 
425026 Bacteria_16S 

pomorum strain 3A 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 
425026 Bacteria_16S 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
nitroreducens Bacteria; 


2547058 2546964 8 


2551614 2551528 16 


2599319 2599225 8 


Clostridiales; 
2628569 2628483 16 


Bacillales; 
2723408 27233307 


2750165 2750071 8 
Proteobacteria; 


2775884 2775806 7 


2777423 2777345 7 


2831603 28315257 


102 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
425026 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; 
425026 Bacteria_16S 


102 


102 


Peptococcaceae; 


102 


85 


102 


Betaproteobacteria; 


85 


85 


85 


gi|219857346 


219857343 
partial 


gi 


Actinomycetales; 


Bacillaceae; 


ref|NR_024953.1| Streptomyces 
2517611 2519099 Streptomyces 

Streptomycineae; 

ref 


NR_024934.1| Hylemonella gracilis 


2545837 2547323 Hylemonella gracilis Bacteria; 


Hylemonella. 
ref |NR_024931.1| Bacillus subtilis 
sequence 2550394 2551802 Bacillus 


Bacillus. 


16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 
Clostridia; 


gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 
Desulfotomaculum. 
gi|219857246|ref|NR_024876.1| Gracilibacillus 


gi] 219857173 


gi| 219857154 


gi| 219857133 


219857132 
sequence 


gi 


gi| 219856903 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 


kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 


425026 Bacteria_16S 


strain IMC S-0802 


2833141 2833063 7 


2837737 2837649 16 


85 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 


104 


gi| 219856902 


gi| 219856899 


acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 


acidipiscis Bacteria; 
425026 Bacteria_16S 
strain DSM11031 16S ribosomal RNA, partial sequence 
Bacillales; 
425026 Bacteria_16S 
strain IFO15718 16S ribosomal RNA, partial sequence 
Bacillales; 
425026 Bacteria_16S 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


vitulinus strain 
vitulinus Bacteria; 


425026 Bacteria_16S 


pasteuri Bacteria; 


425026 Bacteria_16S 


lugdunensis Bacteria; 
425026 Bacteria_16S 


strain ATCC 43959 
Bacteria; 


Bacillales; 
425026 Bacteria_16S 


Bacillales; 
425026 Bacteria_16S 


Firmicutes; 


Firmicutes; 
2871714 2871628 16 


Bacillaceae; 
2876456 2876370 16 


Bacillaceae; 


Lactobacillales; 


102 


Bacillus. 


102 


Bacillus. 


Lactobacillaceae; 


gi|219856877 
2870477 28720 


gi| 219856874 
2875223 28767 


Burkholderiales; 


76157 Streptomyces 
Streptomycineae; Streptomycetaceae; 


Actinomycetales; 


Actinomycetales; 


2627322 2628862 Gracilibacillus halotolerans 
Gracilibacillus. 


ref|NR_024801.1| Alicyclobacillus 


2722161 2723688 Alicyclobacillus pomorum 
Alicyclobacillus. 


ref|NR_024782.1| Diaphorobacter 
2748935 2750455 Diaphorobacter 
Comamonadaceae; 
ref Streptomyces platensis 
platensis Bacteria; 
Streptomyces. 
ref|NR_024760.1| Streptomyces 
2776208 2777696 Streptomyces 
Streptomycineae; 


NR_024761.1 


ref|NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 

Streptomycineae; 

ref 


NR_024723.1| Streptomyces albulus 


2831928 2833415 Streptomyces albulus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
ref|NR_024718.1| Lactobacillus 

2836503 2837908 Lactobacillus 
Lactobacillus. 
ref|NR_024696.1| Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


2881170 2881084 16 102 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
strain JCM9731 16S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
Bacillaceae; Bacillus. 
2882721 2882635 16 102 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
strain JCM9070 16S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
Bacillaceae; Bacillus. 
2908439 2908353 16 102 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
Firmicutes; Bacillales; Staphylococcus. 
2909985 2909899 16 102 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
Firmicutes; Bacillales; Staphylococcus. 
2911529 2911443 16 102 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
Firmicutes; Bacillales; Staphylococcus. 
2913071 2912985 16 102 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacillales; Staphylococcus. 
2914615 2914529 16 102 gi| 219856847 |ref|NR_024666.1| Staphylococcus 


425026 Bacteria_16S 


delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 


delphini Bacteria; Firmicutes; Bacillales; 


Staphylococcus. 


2913371 2914863 Staphylococcus 


425026 Bacteria_ 


strain ATCC 3553 
Bacteria; Firmic 


425026 Bacteria_ 


arlettae strain 


arlettae Bacteria; 
425026 Bacteria_ 


strain IFO 15467 
Proteobacteria; 


425026 Bacteria_ 


collinoides stra 
collinoides Bact 


425026 Bacteria_ 


macrosporus stra 
macrosporus Bact 
Streptomycetacea 


425026 Bacteria_ 


thermolineatus s 
thermolineatus B 
Streptomycetacea 


425026 Bacteria_ 


kamchatkensis st 
kamchatkensis Ba 
Desulfurella. 


425026 Bacteria_ 


strain ATCC 2547 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_ 


griseocarneus st 


griseocarneus Bac 
Streptomycetaceae 
425026 Bacteria_ 


aeronauticum str 


aeronauticum Bact 
425026 Bacteria_ 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 
425026 Bacteria_ 


strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 


425026 Bacteria_ 


strain DSM 40089 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_ 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 
425026 Bacteria_ 
homopropionicum s 
homopropionicum B 
425026 Bacteria_ 


thermocarboxydus 
thermocarboxydus 


Streptomycetaceae 
425026 Bacteria_ 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
425026 Bacteria_ 


strain NCTC 3438 
Bacteria; 


strain AW 25 16S 
Firmicutes; 


Streptomyces. 


Proteob 
425026 Bacteria_ 


Bacil 
425026 Bacteria_ 
strain ATCC 19812 
Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_ 
strain ATCC 25495 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S 
8 
u 


2916158 2916072 16 102 gi 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Staphylococcus. 

16S 2917700 2917614 16 102 gi 

ATCC 43957 16S ribosomal RNA, partial s 

; Firmicutes; Bacillales; Staphylococc 

16S 2931214 2931124 15 105 gi 


219856846 


219856845 
equence 
us 

219856836 


Gammaproteobacteria; Oceanospirillales; 
16S 2946390 2946292 7 104 gi 
in JCM1123 16S ribosomal RNA, partial s 
eria; Firmicutes; Lactobacillales; Lact 
16S 2978182 2978104 7 85 gi 
in A1201 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae; 
e; Streptomyces. 

16S 2979714 2979636 7 85 gi 
train A1484 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacterid 
e; Streptomyces. 

16S 3082844 3082762 16 98 gi 
rain K-119 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobact 


(e) 
219856826 
equence 
ob 
219846938 
uence 


219846937 
sequence 
ae 


’ 


219846867 
equence 
eria; 


16S 
0 


3105305 3105227 7 85 gi 
16S ribosomal RNA, partial sequence 
Stre 
16S 3237029 32369517 85 gi 
rain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

16S 3247667 3247573 8 102 gi 
ain DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
16S 3448660 3448582 7 85 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 3450227 3450149 7 85 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


219846852 
31040 
pt 
219846763 
et 
e; 


219846756 
4: 
iales; 
219846611 
sequence 
Ac 


219846610 
34490 
ales; 
16S 3485206 3485128 7 85 gi| 219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Streptomycinea 
16S 3491402 34913247 85 gi| 219846582 
DSM 40221 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
; Streptomyces. 

16S 3530721 3530643 6 84 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
16S 3638758 3638680 7 85 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
; Streptomyces. 

16S 3640310 3640232 7 85 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
; Streptomyces. 

16S 3825839 3825750 16 105 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pasteurellales; Pa 
16S 3845452 3845366 16 102 gi| 219846332 
ribosomal RNA, partial sequence 3844228 38456 
lales; Staphylococcus. 
16S 3920020 3919942 7 
16S ribosomal RNA, 


219846556 
ial sequen 
ridiales; 
219846480 
sequence 
idae; Acti 
219846479 
rtial sequ 
acteridae; 


219846346 
38245 


219846281 
39187 
ptomycinea 


85 gi 
complete sequence 
Stre 


29149 


16S ribosomal RNA, partial sequence 2930007 29314 
ceanobac 


acillace 


Actinomyc 


Actino: 


Desu 


omycinea 
e sequen 


Actinomycet 


sequence 
Pep 


tinomyce 


Stre 


ref |NR_024665.1 
14 2916405 Staphy 


Staphylococcus caprae 
lococcus caprae 


ref|NR_024664.1 
2916456 291794 


Staphylococcus 
9 Staphylococcus 


ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 
ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
etales; Streptomycineae; 


Oceanobacter kriegii 
kriegii Bacteria; 


Lactobacillus 
8 Lactobacillus 
Ss. 


ref|NR_026529.1 
2978510 297999 
mycetales; Strep 


Streptomyces 
0 Streptomyces 
tomycineae; 


Desulfurella 
4 Desulfurella 
ulfurellaceae; 


ref|NR_026459.1 
3081609 308313 
lfurellales; Des 


ref|NR_026444.1 
98 3105578 Strept 
e; Streptomyceta 
ref|NR_026355.1 
ce 3235806 323732 
ales; Strept 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Streptomyces 

0 Streptomyces 
omycineae; 


ref|NR_026348.1 
3246473 324794 
tococcaceae; Des 
ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Streptomyces 

2 Streptomyces 
cineae; 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 
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425026 Bacteria_16S 3923182 39231047 85 gi|219846279|ref|NR_025869.1| Streptomyces 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 3923478 Streptomyces 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 3958994 3958897 5 102 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

425026 Bacteria_16S 3970971 3970885 15 101 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
425026 Bacteria_16S 3983950 3983860 15 105 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

425026 Bacteria_16S 4041205 4041119 16 102 gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
R-7190 16S ribosomal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 4072769 4072691 7 85 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

425026 Bacteria_16S 4127287 4127209 7 85 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
425026 Bacteria_16S 4147360 4147282 5 83 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
425026 Bacteria_16S 4190280 4190186 8 102 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

425026 Bacteria_16S 4205301 4205223 7 85 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 4220573 4220479 10 104 gi| 219846061 |ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 55777 55688 15 104 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

425026 Bacteria_16S 61847 61758 16 105 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

425026 Bacteria_16S 224910 224833 8 85 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

425026 Bacteria_16S 303741 303652 15 104 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

425026 Bacteria_16S 317441 317356 16 101 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

425026 Bacteria_16S 391717 391620 8 105 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

425026 Bacteria_16S 413381 413284 7 104 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 526859 526762 5 102 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
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425026 Bacteria_16S 808678 808581 7 104 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 867964 867875 16 105 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

425026 Bacteria_16S 893462 893365 8 105 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

425026 Bacteria_16S 894997 894900 8 105 gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

425026 Bacteria_16S 896532 896435 8 105 gi| 265678447 |ref|NR_028749.1| Pandoraea apista 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 896802 Pandoraea apista Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

425026 Bacteria_16S 907386 907297 15 104 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

425026 Bacteria_16S 927601 927512 15 104 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfotalea. 

425026 Bacteria_16S 1087786 1087689 5 102 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 1151298 1151209 16 105 gi|253680756|ref|NR_028004.1| Thalassospira 
lucentensis strain QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalassospira lucentensis 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Thalassospira. 
425026 Bacteria_16S 1288708 1288619 15 104 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

425026 Bacteria_16S 1312761 1312672 16 105 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

425026 Bacteria_16S 1328249 1328152 7 104 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 1429656 1429567 16 105 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 
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vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
425026 Bacteria_16S 
strain LMG 690 16 
Proteobacteria; 
425026 Bacteria_16S 
strain LMG 733 16 
Proteobacteria; 
425026 Bacteria_16S 
strain LMG 847 16 
Proteobacteria; 
425026 Bacteria_16S 
strain LMG 8670 1 
Proteobacteria; 
425026 Bacteria_16S 
strain LMG 736 16 
Proteobacteria; 
425026 Bacteria_16S 
strain LMG 5743 1 
Proteobacteria; 
425026 Bacteria_16S 
strain LMG 5047 1 
Proteobacteria; 
425026 Bacteria_16S 
strain LMG 708 16 
Proteobacteria; 
425026 Bacteria_16S 
strain LMG 538 16 
Proteobacteria; 
425026 Bacteria_16S 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


albilineans Bacteria; 
Xanthomonas. 
425026 Bacteria_16S 
strain DSM 9537 1 
Fusobacteria; 
425026 Bacteria_16S 
strain DSM 8720 1 
Firmicutes; Bacil 
425026 Bacteria_16S 
strain R91/1468 1 
Firmicutes; 
425026 Bacteria_16S 


succiniciproducens strain S411 16S ribosomal RNA, partial 
succiniciproducens Bacteria; 


Anaerobiospirillum. 
425026 Bacteria_16S 


strain Mtul 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; 


fever group. 
425026 Bacteria_16S 


strain GS5-97 16S ribosomal RNA, partial sequence 
Geobacillus. 


Firmicutes; 


ribosomal RNA, 
Lactobacillales; 
S ribos 
6S ribo 
Gammaproteobacteria; 


S ribos 


S ribos 


S ribos 


S ribos 


S ribos 


6S ribo 
Gammaproteobacteria; 


6S ribosomal RNA, 
lales; 


Bacillales; 


3034371 3034294 8 


Firmicutes; 


3165684 3165587 7 


3182355 3182266 16 


3183907 3183818 16 


3185459 3185370 16 


3187011 3186922 16 


3188563 3188474 16 
Proteobacteria; 


3190115 3190026 16 


3191667 3191578 16 


3193219 3193130 16 


3194769 3194680 16 


3196321 3196232 16 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


3289861 3289772 16 


6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


3291386 3291297 16 


6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


3292938 3292849 16 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


3294490 3294401 16 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


3296040 3295951 16 
Proteobacteria; 


3391899 3391814 16 


6S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; Fusobacteriaceae; Propionigenium. 


3541518 35414215 


Bacillaceae; 
3601114 3601017 7 


6S ribosomal RNA, partial sequence 3599877 36013 
Lactobacillales; Carnobacteriaceae; Dolosigranulum. 


3634182 3634093 16 
Proteobacteria; 


3849913 3849828 16 


3994346 3994249 5 


Bacillaceae; 


Clostridia; 


partial sequence 
Lactobacillaceae; 


omal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


omal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
omal RNA, partial sequence 

Gammaproteobacteria; Xanthomonadales; 
11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


omal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
omal RNA, partial sequence 

Gammaproteobacteria; Xanthomonadales; 
omal RNA, partial sequence 

Gammaproteobacteria; Xanthomonadales; 
somal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


complete sequence 3540266 35417 
Bacillus. 


85 gi| 219846900 


Clostridiales; 


104 gi|219846812 

3164429 31659 
Lactobacillus. 

105 gi|219846800 


3181138 31826 


105 gi| 219846799 


105 gi| 219846798 


3184240 31857 
105 gi|219846797 
3185792 31872 


105 gi| 219846796 


105 gi| 219846795 


3188896 31903 
105 gi| 219846794 
3190448 31919 
105 gi| 219846793 
3192000 31935 
105 219846 


gi 792 


105 gi| 219846791 


3195102 31966 


105 gi| 219846728 


105 gi| 219846727 


105 gi|219846726 


3291719 32932 
105 gi|219846725 
3293271 32947 


105 219846724 


Clostridiaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadaceae; 


Xanthomonadales; 


ref|NR_026492.1 
3033166 303464 


ref|NR_026404.1 
45 Lactobacillus 


ref|NR_026392.1 


ref|NR_026391.1 


ref |NR_026390.1 


ref|NR_026389.1 


ref |NR_026388.1 


187344 318884 


Ww 


ref|NR_026387.1 
Xanthomon 
ref|NR_026386.1 
Xanthomon 
ref|NR_026385.1 
Xanthomon 
ref|NR_026384.1 
Xanthomon 
ref |NR_026383.1 
aceae; Xanthomon 
ref|NR_026320.1 


aceae; Xanthomon 
ref|NR_026319.1 


aceae; Xanthomon 
ref|NR_026318.1 


aceae; Xanthomon 
ref|NR_026317.1 


aceae; Xanthomon 


gi 


101 gi|219846651 


102 gi| 219846549 


104 gi| 219846506 


105 gi| 219846483 


Gammaproteobacteria; 


101 gi| 219846329 


3848728 38501 


Xanthomonadales; 


sequence 3633011 36344 


ref |NR_026316.1 
3294823 329632 
Xanth 


ref|NR_026243.1 


ref|NR_026141.1 


ref |NR_026098.1 


ref|NR_026075.1 
Tr 
Aeromonadales; 


ref |NR_025919.1 


Rickettsieae; 


102 gi| 219846229 


Clostridium 
4 Clostridium 


Clostridium. 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonadaceae; 


as. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonadaceae; 


as. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonadaceae; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 
Rickettsiaceae; 


Rickettsia; spotted 


ref |NR_025819.1 


Geobacillus tepidamans 


3993148 3994594 Geobacillus tepidamans Bacteria; 


425026 Bacteria_16S 
strain PAT 05 16S 
Firmicutes; Bacil 
425026 Bacteria_16S 
strain MSS-155 16 


4103021 41029245 10 


ribosomal RNA, partial sequence 


2 
41 


lales; Bacillaceae; Bacillus. 
4133394 41332975 102 gi| 219846125 
S ribosomal RNA, partial sequence 4132144 41336 


gi 


219846151 
01786 41031 


ref|NR_025741.1 
87 Bacillus pata 


ref|NR_025715.1 
65 Halobacillus 


Bacillus patagoniensis 
goniensis Bacteria; 


Halobacillus locisalis 
locisalis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

425026 Bacteria_16S 4158169 4158092 6 83 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
425026 Bacteria_16S 17739 17643 7 103 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 26962 26886 8 84 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 46515 46435 5 85 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
425026 Bacteria_16S 108688 108608 5 85 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

425026 Bacteria_16S 116435 116355 5 85 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

425026 Bacteria_16S 157525 157429 8 104 gi|265678958|ref|NR_029266.1| Azoarcus evansii 
strain KB740 16S ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

425026 Bacteria_16S 162078 161998 5 85 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 198597 198521 8 84 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 206472 206384 16 104 gi| 265678926 |ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
425026 Bacteria_16S 211121 211045 8 84 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 226348 226268 5 85 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
425026 Bacteria_16S 2278595 227775 > 85 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 


Bacteria; Actinob 
Mycobacterium. 
425026 Bacteria_16S 
strain 47001 16S 


425026 Bacteria_16S 
strain 358 16S ri 


425026 Bacteria_16S 

novocastrense strain 7 
novocastrense Bac 
Mycobacteriaceae; 
425026 Bacteria_16S 
strain MCRL 0044 


425026 Bacteria_16S 
strain F 628 16S 


425026 Bacteria_16S 
strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 

425026 Bacteria_16S 


229361 229281 5 85 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


230869 230789 5 85 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


243346 243266 5 
3 16S ribosomal RNA, 


85 


265894 265814 5 85 


297825 297745 5 85 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


334435 334355 5 85 


374826 374746 5 85 


acteria; Actinobacteridae; Actinomycet 


gi 
22 


gi 
22; 


gi 


complete seq 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 


gi 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


gi 
29 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


Cory 


Cory 


ales; Cory 
265678910 
8138 22959 
nebacterin 
265678909 
9646 23110 
nebacterin 
265678900 
uence 


265678883 


donocardin 
265678862 
6587 29794 
nebacterin 
265678838 

33324 
ales; Cory 


265678805 


neba 


eae; 


eae; 


e; Actinomycet 


9 Mycobacterium 
eae; 


5 334704 Mycob 
neba 


cterineae; M 
ref|NR_029218.1 
5 Mycobacterium 
Mycobacteri 
ref|NR_029217.1 
3 Mycobacterium 
Mycobacteri 
ref |NR_029208.1 

242123 243639 
ales; Coryne 
ref|NR_029189.1 
Pseudonocar 
ref|NR_029168.1 
Mycobacteri 
NR_029143.1 
a 
M 


ref 


cterineae; 


ref|NR_029110.1 


nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 


nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
bacterineae; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 
eae; 


diaceae; Kutzneria. 
Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


373661 375050 
Streptom 


Kitasatospora 
Kitasatospora 
ycineae; 


425026 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


425026 Bacteria_16S 


brisbanense strai 
brisbanense Bacte 
Mycobacteriaceae; 


425026 Bacteria_16S 


boenickei strain 
Bacteria; Actinob 
Mycobacterium. 


425026 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


425026 Bacteria_16S 


strain FI-0169 16 


Mycobacterium avi 


425026 Bacteria_16S 
train WA101 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteridae; 


psychrotolerans s 
psychrotolerans B 
Mycobacteriaceae; 


425026 Bacteria_16S 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


425026 Bacteria_16S 
thermohalophila strain Fru22 16S ribosomal RNA, partial 


thermohalophila B 


425026 Bacteria_16S 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partia 
Clostridia; 


prausnitzii Bacte 


425026 Bacteria_16S 


holsaticum strain 


Mycobacterium. 


425026 Bacteria_16S 


473289 473201 15 
bacillales; Weissella. 


479294 479214 5 


Mycobacterium. 
480843 480763 5 


483916 483820 8 
acteria; 


531436 531356 5 


um complex (MAC). 
539075 538995 5 


Mycobacterium. 
581549 581469 5 


Mycobacterium. 
592075 591980 8 


acteria; Bacteroidetes; 
595139 595051 15 


Firmicutes; 
618025 617945 5 


ria; 


625433 625353 5 


103 


ribosomal RNA, partial sequence 


85 


85 


W5998 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


104 


train sr15 16S ribosomal RNA, partial 
Synergistetes; 


85 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


85 


85 


103 


Bacteroidia; Bacteroidales; 


103 


85 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


strain E846 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
425026 Bacteria_16S 


664916 664820 8 


104 


gi| 265678736 


472041 47353 


gi| 265678732 


n W6743 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi| 265678731 


265678729 
sequence 


gi 


gi| 265678698 


530243 531694 Mycobacterium 
nebacterineae; 


265678693 
sequence 


gi 


265678665 
sequence 


gi 


265678658 
sequence 


gi 


gi| 265678656 


gi| 265678640 


gi| 265678635 
624219 62572 


gi| 265678606 


odorimutans strain NorPut 16S ribosomal RNA, partial sequence 


odorimutans Bacteria; 


Anaerovorax. 


425026 Bacteria_16S 


strain NCTC 10617 


Firmicutes; 


683062 682966 8 


Clostridia; 


104 


16S ribosomal RNA, partial sequence 


Clostridiales; 


265678594 
68188 


gi 


Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


425026 Bacteria_16S 


713020 712940 5 


85 


strain gM-1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
425026 Bacteria_16S 


botniense strain 


Mycobacterium. 


425026 Bacteria_16S 


714579 714499 5 


759536 759440 8 


85 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


104 


strain Al 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


425026 Bacteria_16S 


811692 811612 5 


85 


gi|265678574 
711792 71330 


265678573 
71335 
Cory 


gi 


gi| 265678540 
758305 75981 


gi|265678505 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequ 


montefiorense Bacteria; Actinobacteria; Actinobacterida 


Mycobacteriaceae; 


425026 Bacteria_16S 


Mycobacterium. 
878339 878259 5 


85 


gi| 265678460 


strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


425026 Bacteria_16S 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Lentzea. 


881346 881266 5 


425026 Bacteria_16S 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 


913549 913469 5 


85 


85 


265678458 
88012 
Pseu 


gi 


Actinomycetales; 


1 sequence 


Clostridiales; Ruminococcaceae; 


61679 


nebacterineae; 


Clos 


nebacterin 


e; Actinomycetales; 


ref|NR_029041.1 


ref |NR_029037.1 


ref |NR_029036.1 


ref|NR_029034.1 


ref|NR_029003.1 


ref|NR_028998.1 


ref|NR_028970.1 


ref |NR_028945.1 


ref |NR_028940.1 
5 Mycobacterium 


ref|NR_028911.1 
663698 665185 


ref |NR_028899.1 
Neisseria. 
ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028878.1 


nebacterineae; 


ref |NR_028844.1 
Alysiella. 
ref|NR_028808.1 
ence 810468 
Coryne 
ref |NR_028763.1 
eae; Actinosynne 
ref|NR_028760.1 
9 881579 Lentze 
donocardineae; 


gi| 265678436 


ref |NR_028738.1 


912332 


478074 479572 
Actinomycetales; 


482698 484170 


Synergistia; Synergistales; Synergistaceae; 


537853 539333 
Actinomycetales; 


580337 581817 
Corynebacterineae; 


tridiales Family 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 


479623 481120 Mycobacterium boenickei 
Corynebacterineae; Mycobacteriaceae; 


Dethiosulfovibrio 
Dethiosulfovibrio 
Dethiosulfovibrio. 
Mycobacterium chimaera 
chimaera Bacteria; 


Mycobacteriaceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 
Mycobacterium 


ref |NR_028963.1] Anaerophaga 

590846 592357 Anaerophaga 
Marinilabiaceae; Anaerophaga. 
ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 


Faecalibacterium. 


Mycobacterium 


5 618320 Mycobacterium holsaticum 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Anaerovorax 
Anaerovorax 
XIII. Incertae Sedis; 


Neisseria lactamica 


2 683236 Neisseria lactamica Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 


9 714869 Mycobacterium botniense 
Mycobacteriaceae; 


Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Lechevalieria 
913840 Lechevalieria 


aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 


425026 Bacteria_16S 1003079 1002983 8 104 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 
425026 Bacteria_16S 1059366 1059298 16 84 gi|265678338|ref|NR_028640.1| Deferribacter 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 
425026 Bacteria_16S 1127136 1127056 5 85 gi|253680772|ref|NR_028020.1| Syntrophobacter 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntrophobacter wolinii 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 
425026 Bacteria_16S 1201287 1201211 8 84 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

425026 Bacteria_16S 1236058 1235978 5 85 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
425026 Bacteria_16S 1251103 1251023 5 85 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
425026 Bacteria_16S 1266093 1266017 8 84 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


425026 Bacteria_16S 1424971 1424875 8 104 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

425026 Bacteria_16S 1438914 1438818 8 104 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

425026 Bacteria_16S 1440448 1440368 5 85 gi|224581428|ref|NR_027210.1| Lentzea violacea 


strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 


425026 Bacteria_16S 1466151 1466055 8 104 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

425026 Bacteria_16S 1469161 1469065 8 104 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 


strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
425026 Bacteria_16S 1476678 1476598 5 85 gi|219878445|ref|NR_025584.1| Mycobacterium avium 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 1476936 Mycobacterium avium 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 
425026 Bacteria_16S 1497965 1497878 15 103 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 

1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
425026 Bacteria_16S 1556764 1556684 5 85 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
425026 Bacteria_16S 1561233 1561153 5 85 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
425026 Bacteria_16S 1574729 1574649 5 85 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 
425026 Bacteria_16S 1576255 1576175 5 85 gi|219856867|ref|NR_024686.1| Lentzea waywayandensis 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
425026 Bacteria_16S 1666240 1666160 5 85 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
425026 Bacteria_16S 1687422 1687326 8 104 gi| 219878417 |ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 
425026 Bacteria_16S 1707450 1707374 8 84 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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85 


Betaproteobacteria; 


complete sequence 


Spirochaetaceae; Treponema. 
3232378 3232290 16 
16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Family XI. I 
3267147 3267059 16 
ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 
3337042 3336962 5 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
3338551 33384715 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

3340063 3339983 5 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequ 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

3361624 3361529 7 
DSM 20408 16S ribosomal RNA, partial 
Firmicutes; 
3376759 3376672 15 
senegalense strain DSM 7379 16S 
Halanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 


Bacillaceae; 


Clostridiaceae; 


complete sequence 


gi| 219846882 
3059104 30605 


gi| 219846881 


219846846 
31130 


gi 
gi|219846785 
3204032 32054 


gi|219846766 


gi| 219846743 
3265947 32672 


gi|219846694 


219846693 
sequenc 


gi 


gi|219846692 


Actin 


219846676 
sequence 
Marinoc 
219846666 
ribosomal 


gi 


gi 


219846581 
sequence 
Acti 


gi 


gi|219846538 
3555718 35572 


Rhodocyclales; 


Legionellaceae; 


Actinomycetales; 


Sporichthyaceae; 


ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 


ref|NR_026473.1] Thauera 

3060645 3062135 Thauera 
Rhodocyclaceae; Thauera. 
ref|NR_026438.1| Azoarcus anaerobius 
39 3114569 Azoarcus anaerobius Bacteria; 


ref|NR_026377.1| Treponema amylovorum 
74 Treponema amylovorum Bacteria; 


ref |NR_026358.1| Peptoniphilus harei 
56 Peptoniphilus harei Bacteria; 
ncertae Sedis; Peptoniphilus. 
ref|NR_026335.1| Legionella drancourtii 
94 Legionella drancourtii LLAP12 
Legionella. 
ref|NR_026286.1| Mycobacterium hodleri 
03 Mycobacterium hodleri Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_026285.1| Mycobacterium 

e 3337354 3338813 Mycobacterium 
Corynebacterineae; 


ref|NR_026284.1| Mycobacterium 
ence 3338864 3340325 Mycobacterium 
omycetales; Corynebacterineae; 


ref|NR_026268.1| Marinococcus 

3360383 3361902 Marinococcus 
occus. 
ref |NR_026258.1 
RNA, partial sequence 


Halanaerobium 
3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


ref|NR_026173.1| Mycobacterium 
3491744 3493209 Mycobacterium 
nomycetales; Corynebacterineae; 


ref|NR_026130.1| Zoogloea ramigera 
47 Zoogloea ramigera Bacteria; 
; Zoogloea. 


gi|219846513|ref|NR_026105.1]| Clostridium puniceum 
66 Clostridium puniceum Bacteria; 
Clostridium. 
gi|219846500|ref|NR_026092.1| Mycobacterium 


gi| 219846496 


gi|219846495 
3615060 36165 


219846494 
36165 


gi 
219846490 


gi 


gi|219846489 
3623734 36252 


Corynebacterineae; 


partial sequence 

Actinobacteridae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium 
3624925 3624845 5 


3607525 3608920 Mycobacterium 
ales; Corynebacterineae; 


Alloiococcus otitis 
otitis Bacteria; 


ref|NR_026088.1 
09 Alloiococcus 


ref |NR_026087.1 
15 Mycobacterium 


Mycobacterium gadium 
gadium Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_026086.1| Mycobacterium 
66 3618027 Mycobacterium komossense 
Mycobacteriaceae; 
ref|NR_026082.1| Mycobacterium avium 

3622221 3623683 Mycobacterium 
Actinomycetales; 
avium complex (MAC). 
ref|NR_026081.1| Mycobacterium simiae 
17 Mycobacterium simiae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


gi| 219846488 


ref |NR_026080.1| Mycobacterium szulgai 


3625268 3626729 Mycobacterium szulgai 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


425026 Bacteria_16S 3637215 36371355 85 gi|219846481|ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

425026 Bacteria_16S 3664808 3664728 5 85 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

425026 Bacteria_16S 3676979 3676892 15 103 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
425026 Bacteria_16S 3722155 3722075 5 85 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

425026 Bacteria_16S 3726668 3726588 5 85 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

425026 Bacteria_16S 3824309 3824219 15 105 gi| 219846347 |ref|NR_025938.1| Haemophilus 
parahaemolyticus strain 536 16S ribosomal RNA, complete sequence 3823071 3824547 Haemophilus 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Haemophilus. 

425026 Bacteria_16S 3855997 3855901 8 104 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

425026 Bacteria_16S 3875815 3875719 8 104 gi|219846312|ref|NR_025902.1| Neisseria weaveri 


strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 
Proteobacteria; Betaproteobacteria; Neisseriales; Neiss 
425026 Bacteria_16S 


3888273 3888177 8 104 gi 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 


stercoraria Bacteria; Proteobacteria; Betaproteobacteri 
425026 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


425026 Bacteria_16S 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


425026 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; 


Mycobacteriaceae; 


425026 Bacteria_16S 
nebraskense strai 
nebraskense Bacte 


Mycobacteriaceae; 


425026 Bacteria_16S 
strain HSC68 16S ribosomal RNA, partia 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


425026 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


425026 Bacteria_16S 


strain M175 16S r 


3891347 3891251 8 104 gi 


eriaceae; 

219846304 
pa 
a; 
219846301 


3890099 3891585 Kinge 


rtial se 
Neisser 


a; Neisseriales; Neisseriaceae; Kingel 
3927926 3927846 5 85 gi 
in RL-110 16S ribosomal RNA, complete 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 


’ 


, 


la. 
219846276 
se 


quence 


Actinomy 


B 


4038186 4038090 8 104 gi 
16S ribosomal RNA, partial sequence 
4039655 4039575 5 85 gi 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

4063700 4063620 5 85 gi 
n UNMC-MY1349 16S ribosomal RNA, compl 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
4074307 4074227 5 85 gi 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

4122763 4122667 8 
strain 4BON 16S ribosomal 
Bacteria; Proteobacteria; 


104 gi 
RNA, partial 
Betaproteoba 


4234162 4234082 5 85 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


425026 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


425026 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


425026 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


425026 Bacteria_16S 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 


Bacteroidetes; Ba 


131604 131533 15 86 

ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
154396 154309 15 102 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
282483 282388 7 102 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
325117 325042 8 83 


gi 


gi 


gi 


cteroidia; Bacteroidales; Prevotellace 


etaproteobacteria; Burkholderiales; Th 
425026 Bacteria_16S 
cosmeticum strain 
cosmeticum Bacter 


LTA-388 16S ribosomal RNA, partial se 


219846198 
40 
iomonas 
219846197 
quence 
Ac 


219846177 
ete seq 
Actino: 


219846170 
1 seque 


219846135 
sequence 
cteria; 


219846046 


4232932 42344 
nebacterin 


265678975 


130392 13190 


ae; 


370 


tinomyce 


uen 
myc 


nce 
idae; Acti 


Rh 


01 Neisseria weaveri Bacteria; 
Neisseria. 
ref|NR_025894.1 
quence 388702 
iales; Neisseria 
ref |NR_025891.1 
lla oralis Bacte 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Kingella oralis strain 
ria; Proteobacteria; 


ref|NR_025866.1 
3926691 392822 
cetales; Strepto 


Streptomyces 
0 Streptomyces 
mycineae; 


Thiomonas intermedia 
nas intermedia Bacteria; 


ref|NR_025788.1 
01 4038390 Thiomo 


ref|NR_025787.1 
4038441 403994 
tales; Corynebac 


Mycobacterium 
7 Mycobacterium 
terineae; 


Mycobacterium 
2 Mycobacterium 
cterineae; 


ref|NR_025767.1 
ce 4062487 406399 
etales; Coryneba 


ref|NR_025760.1 
4073095 407456 
nomycetales; Cor 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


ref|NR_025725.1 
4121524 412305 
odocyclales; Rho 


Petrobacter 
2 Petrobacter 
docyclaceae; 


ref|NR_025636.1 
22 Mycobacterium 
eae; Mycobacteri 
ref |NR_029283.1 
2 Chrysiogenes 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Chrysiogenes arsenatis 
arsenatis Bacteria; 


ogenes. 
265678960|ref|NR_029268.1| Oxobacter pfennigii 
153188 154677 Oxobacter pfennigii Bacteria; 
Oxobacter. 
265678872|ref|NR_029178.1| Eubacterium infirmum 
281272 282767 Eubacterium infirmum Bacteria; 
Eubacterium. 
265678844 |ref|NR_029149.1| Prevotella disiens 


323869 325347 Prevotella disiens Bacteria; 
Prevotella. 


425026 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


425026 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


425026 Bacteria_16S 
ain DN34 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


425026 Bacteria_16S 
GMP01 16S ribosomal RNA, partial sequ 
Pae 


favisporus strain 
Bacteria; Firmicu 


425026 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


425026 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


425026 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


strain PSv29 16S 


Proteobacteria; D 


425026 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


425026 Bacteria_16S 
somal RNA, partial sequence 1083512 1084952 Sphin 
Sphingomonadacea 


strain Y 16S ribo 
Alphaproteobacter 


425026 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


425026 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


425026 Bacteria_16S 


naphthalenivorans 
CJ2 Bacteria; Pro 


bermudensis HTCC2 
HTCC2503 Bacteria 


425026 Bacteria_16S 


RW1 16S ribosomal 
Proteobacteria; A 


425026 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


425026 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


425026 Bacteria_16S 


strain CM243 16S 
Proteobacteria; A 


425026 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


425026 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


425026 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


326646 326571 8 83 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 

328171 328096 8 83 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
371832 371745 15 


gi 


102 gi 


433451 433356 7 102 gi 


tes; Bacillales; Paenibacillaceae; 
482411 482316 6 101 gi 


teria; Proteobacteria; 
730039 729964 8 83 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
799427 799328 5 104 
ribosomal RNA, partial sequence 


gi 


gi 


926057 925978 5 84 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
976887 976820 16 83 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1084666 1084583 15 98 


gi 


gi 


Sphingomonadales; 
1160390 1160303 14 


ia; 
101 gi 
Clostridiales 

86 gi 


Firmicutes; Clostridia; 
1290176 1290097 7 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1376877 1376778 5 104 


Cori 
gi 


1391719 1391636 15 98 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1400763 1400680 15 98 gi 
RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

1408194 1408111 15 98 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


v 


1442025 1441930 7 102 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1615982 1615895 15 102 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Caulobacterales; C 
1829002 1828915 15 102 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1915603 1915508 7 102 gi 
n CM1l 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1943077 1942982 7 102 gi 
lales; Paenibacillaceae; 
1982688 1982609 6 85 

ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 


gi 


425026 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


2060724 2060629 7 102 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 


Prevotellace 


326926 32843 
Prevotellace 


ain Ben 117 16S ribosomal RNA, partial 
Betaproteobacte 


728785 73027 
Prevotellace 
798207 79971 
pelotrichi; Erysipelotrichales; Erysip 


425026 Bacteria_16S 
924822 92631 


975693 97713 


Sap 


71 16S ribosomal RNA, partial sequence 


complete sequence 1289055 12904 


CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 
425026 Bacteria_16S 


1399580 1401060 Sphin 


1614821 16162 


16S ribosomal RNA, partial sequence 1941853 19433 
Paenibacillus. 


1981436 19829 


265678843 

32539 
ae; Prevot 
265678842 


ae; Prevot 
265678807 
quence 
eria; Rhod 
265678766 
ence 43219 


265678730 
sequence 
ria; Rhodo 


265678562 


ae; Prevot 
265678513 


elotrichac 
265678428 


Desulfoba 
265678393 


rospiracea 
265678320 


e; Sphingo 
228721485 

11591 
7 Peptococ 
219846501 


obacterine 
228717818 
ce 13756 
olderiales 
228716336 
e 13905 
Parvularc 
228715353 


Sphingomon 
219846657 
artial seq 
acteria; S 


224581427 
ence 14407 
llus. 

219878466 


aulobacter 
219878317 
quence 

a; Rhodoba 
219878252 
nce 19143 
nibacillus 
219878233 


219878207 


ngiineae; 


nibacillus. 


ulal 


uenc 
phin 


Poly 


ref|NR_029148.1| Prevotella veroralis 
8 326875 Prevotella veroralis Bacteria; 
ella. 
ref|NR_029147.1] Prevotella oulorum 
5 Prevotella oulorum Bacteria; 
ella. 
ref|NR_029112.1| Pseudovibrio 

370665 372098 Pseudovibrio 
obacterales; Rhodobacteraceae; 
ref|NR_029071.1| Paenibacillus 
6 433742 Paenibacillus favisporus 
ref |NR_029035.1| Quatrionicoccus 

481171 482647 Quatrionicoccus 
cyclales; Rhodocyclaceae; 
ref|NR_028866.1| Prevotella bryantii 
0 Prevotella bryantii Bacteria; 
ella. 
ref|NR_028816.1| Turicibacter sanguinis 
4 Turicibacter sanguinis Bacteria; 
eae; Turicibacter. 
ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 
cteraceae; Desulfofaba. 
ref|NR_028695.1| Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


ewinella. 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref |NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_026093.1 


e; L 


Sphingobium amiense 
acteria; Proteobacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


ae; Coriobacteri 
ref|NR_027567.1 
65 1377116 Polaro 
; Comamonadaceae 
ref |NR_027550.1 
41 1391995 Parvul 
es; Parvular 
NR_027525.1 
nas wittichi 
eae; Sphingo 
NR_026249.1 
e 140703 


gomonadales; 


ref 
gomo 
adac 
ref 


ref |NR_027209.1 
88 1442278 Filoba 


ref|NR_025605.1 


aceae; Atopobium. 
Polaromonas 

monas naphthalenivorans 
Polaromonas. 

Parvularcula 

arcula bermudensis 

culaceae; Parvularcula. 

Sphingomonas wittichii 

i RW1 Bacteria; 

monas. 

Sphingobium 

2 1408473 Sphingobium 

Sphingomonadaceae; 


v 


Filobacillus 
cillus milosensis 


Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


aceae; Woodshole 
ref|NR_025456.1 

1827843 182926 
cterales; Hyphom 
ref|NR_025391.1 
61 1915860 Paenib 
ref |NR_025372.1 
47 Paenibacillus 


ref |NR_025346.1 
73 Chondromyces 
angiaceae; C 


219878150 


a. 
Oceanicaulis 

6 Oceanicaulis 

onadaceae; Oceanicaulis. 

Paenibacillus 

acillus azoreducens 


Paenibacillus cookii 
cookii Bacteria; 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 


ref|NR_025289.1 


Eubacterium sulci 


2059520 2060972 Eubacterium sulci Bacteria; 
Eubacterium. 


425026 Bacteria_16S 


Ssapomandens strai 
Sapomandens Bacte 


425026 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


425026 Bacteria_16S 
16S ribosomal RNA, partial sequence 2529733 25312 
ostridiu 


strain DSM 12272 
Firmicutes; Clost 


425026 Bacteria_16S 


frigidicarnis str 
frigidicarnis Bac 


425026 Bacteria_16S 
ain NAG-2N-126 16S ribosomal RNA, part 
Gammaproteobact 


naphthovorans str 
naphthovorans Bac 


425026 Bacteria_16S 
train IDR2-2 16S ribosomal RNA, partia 


psychrotolerans s 
psychrotolerans B 


425026 Bacteria_16S 


straminisolvens s 
straminisolvens B 


425026 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


425026 Bacteria_16S 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
425026 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


polyendosporus st 
polyendosporus Ba 


425026 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


425026 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


425026 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


425026 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


425026 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


strain DSM 10365 
Firmicutes; Clost 


strain DSM 1785 1 
Firmicutes; Clost 


strain DSM 6736 1 
Firmicutes; Clost 


DSM 316 16S ribos 
Clostridia; Clost 


strain DSM 286 16 
Firmicutes; Clost 


strain B422 16S r 
Bacteroidetes; Ba 
425026 Bacteria_1 
lacurosei strain 
Bacteria; Firmicu 


eria; 


mal RNA, partial sequence 


ribosomal RNA, partial sequence 
cteroidia; 
425026 Bacteria_16S 


ridia; 
425026 Bacteria_16S 


ridia; 
425026 Bacteria_16S 


omal RNA, partial sequence 
ridiales; 
425026 Bacteria_16S 
S ribosomal RNA, partial sequence 
ridia; 
425026 Bacteria_16S 

ibosomal RNA, partial sequence 
cteroidia; 


H200 16S ribosomal RNA, 
tes; 


ridia; Clostridiales; Clostridiaceae; 
2569982 2569883 5 104 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; 

2608538 2608439 7 105 gi 
teria; Proteobacteria; 


2681486 2681389 7 104 gi 


acteria; Firmicutes; Lactobacillales; 
2683021 2682922 5 104 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; 
2842293 2842207 16 103 gi 
tes; Clostridia; Halanaerobiales; 


2996458 2996363 7 102 gi 


3029796 30297175 84 gi 


cteria; Firmicutes; Clostridia; 
3035900 30358215 84 
bosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 
3067804 3067717 16 103 gi 


gi 


lales; Bacillales Family XI. 
3126391 3126304 15 
in DSM 


Incertae 
102 gi 


P 


3141279 3141192 16 103 gi 


lales Family XI. Incertae Sedis; 
3142838 3142751 16 103 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3145834 3145759 8 


gi 
31 
Incertae 
83 gi 


Bacteroidales; 


3286865 3286786 5 84 gi 
Clostridiales; 
3501863 3501784 5 


Clostridiaceae; 
84 gi 


Clostridiales; 
3529227 3529148 5 


Clostridiaceae; 
84 gi 


Clostridiales; 
3532254 35321755 


Clostridiaceae; 
84 gi 


Sarcina. 
84 


Clostridiaceae; 
3533700 35336215 gi 

Clostridiales; 
3573568 3573493 8 


Clostridiaceae; 
83 gi 


Bacteroidales; 


6S 3842384 3842298 16 103 gi 


Clostridia; Halanaerobiales; 


425026 Bacteria_1 


6S 4066808 4066709 5 104 gi 


Clostri 


Clost 


R-9 16S ribosomal RNA, partial sequen 
Hala 


rain PS-1 16S ribosomal RNA, partial s 
Clostr 


5458 16S ribosomal RNA, partial 
roteobacteria; Alphaproteobacte 


Prevotellace 


complete seque 
Hala 


G1 
219857288 
sequence 
diales; 
219857263 
ia 
eria; 
219857202 
of 
Ca 
219857201 
sequence 
ridiales; 
219856896 
ce 


219846926 
sequence 
icaceae; 
219846904 
equence 
idiales; 
219846899 


3034695 30361 
ostridiu 


cl 
219846877 


16S ribosomal RNA, partial sequence 3066573 30679 


Sedis; 
219846838 
sequence 
ria; 


219846828 


3140051 3141558 Gemel 
Gemel 


la. 
219846827 
41609 31431 
Sedis; 
219846825 


3144616 31460 
Prevot 


ae; 


219846730 


16S ribosomal RNA, partial sequence 3285670 32871 
ostridiu 


cl 
219846575 


6S ribosomal RNA, partial sequence 3500724 35020 
ostridiu 


cl 
219846557 


6S ribosomal RNA, partial sequence 3528019 35294 
ridia; 
425026 Bacteria_16S 


Clostridiu 
219846555 


3531057 3532455 Sarci 


219846554 


3532506 35339 


Sarcina. 
219846527 


3572354 35738 
Prevotellace 


ae; Prevot 
219846334 
nce 38411 
naerobiace 


219846175 


cl 


1 sequen 
Ocea 


sequence 
rnobacte 


28410 
naerobiace 


H 


Cc 


Rhizo 


m. 
ref 


ostr 
ref 


nosp 
ref 


riac 
ref 


Clos 
ref 


ae; 
ref 


ydro 


m. 
ref 


ref 


w 


bial 


ref 
lab 


ref 


ref 


ref 


m. 
ref 


ms 
ref 


m. 
ref 


na m 


ref 


ref 


ref 


ae; 


2568768 25702 


ce 2607312 26087 


2680270 268176 


2681812 268325 


63 2842500 Halan 


2995219 29967 


3028583 30300 


125234 31266 


23 3842666 Halan 
Halanaerobi 


NR_024919.1 
4 
idiaceae; Cl 
NR_024894.1 
7 
irillales; N 
NR_024830.1 


eae; Alkalib 
NR_024829.1 


tridiaceae; 
NR_024715.1 
a 
Halanaerobiu 
NR_026518.1 
3 
genobacter. 
NR_026496.1 
3 
ridiaceae; A 
NR_026491.1 


NR_026469.1 


NR_026430.1 
5 


es; Hyphomic 


NR_026420.1 
ergeri Bacte 
NR_026419.1 
NR_026417.1 
NR_026322.1 
NR_026167.1 
NR_026149.1 
NR_026147.1 


axima Bacter 


NR_026146.1 


NR_026119.1 


NR_025924.1 
a 
U 


ref 


ia; 


2429626 2429532 8 102 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
n DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
ria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
2527889 2527802 14 101 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
in S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
tes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
2530950 25308715 84 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Clostridium 
8 Clostridium 
ostridium. 
Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Alkalibacterium 
1 Alkalibacterium 
acterium. 
Clostridium 
8 Clostridium 
Clostridium. 
Halanaerobium 
erobium fermentans 
m. 
Hydrogenobacter 
2 Hydrogenobacter 


Anaerobacter 

8 Anaerobacter 
naerobacter. 
Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella. 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 
Gemella. 


Prevotella pallens 


69 Prevotella pallens Bacteria; 
ella. 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Clostridium celatum 


49 Clostridium celatum Bacteria; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Sarcina maxima strain 
Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Prevotella intermedia 


12 Prevotella intermedia Bacteria; 
ella. 


Halanaerobium 


erobium lacurosei 
m. 


NR_025765.1 


Desulfovibrio longus 


strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 


Proteobacteria; Deltaproteobacteria; 


Desulfovibrionales; 


Desulfovibrionaceae; 


Desulfovibrio. 


425026 Bacteria _1 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


425026 Bacteria_16S 


dassonvillei subs 


6S 43498 43420 7 85 gi 
strain IMMIB D-1215 16S ribosomal RNA, 


Nocardiopsis. 


85784 85706 7 85 


gi 
p- 


Bacteria; Actinobacteria; Actinobacter 


dassonvillei strain IMRU 509 16S ri 


265679035 
partial s 
idae; Acti 


265679006 
bosomal RN 


ref 
eque 
nomy 


NR_029343.1 
nce 42294 
cetales; Str 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


ref 
A, Pp 


NR_029314.1 
artial seque 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

425026 Bacteria_16S 90261 90175 16 102 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

425026 Bacteria_16S 101090 101004 16 102 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

425026 Bacteria_16S 102665 102567 7 105 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

425026 Bacteria_16S 107226 107129 8 105 gi| 265678991 |ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

425026 Bacteria_16S 233905 233819 15 101 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

425026 Bacteria_16S 249507 249413 8 102 gi| 265678896 |ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 

425026 Bacteria_16S 356921 356835 15 101 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

425026 Bacteria_16S 431847 431761 15 Pod gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

425026 Bacteria_16S 447306 447220 15 101 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

425026 Bacteria_16S 448838 448752 15 101 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

425026 Bacteria_16S 560470 560384 15 101 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

425026 Bacteria_16S 562005 561919 15 101 gi|265678678|ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

425026 Bacteria_16S 583108 583014 8 102 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

425026 Bacteria_16S 719279 719193 16 102 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

425026 Bacteria_16S 737608 737530 5 83 gi|265678556|ref|NR_028860.1| Entomoplasma lucivorax 


strain PIPN-2 16S 
Tenericutes; Moll 


425026 Bacteria_16S 


strain MDA5527 16 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
742228 742142 15 101 

S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


425026 Bacteria_16S 


satelles strain V 
satelles Bacteria 


425026 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


425026 Bacteria_16S 


784134 784044 15 105 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
807072 806986 16 102 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

834628 834542 15 


’ 


101 gi 


736380 73789 
Entomoplasmataceae; 


741046 74252 


E 
265678553 


Acetobacte 
265678523 
sequence 
s; Lachnos 
265678508 
ce 80584 
ulfobacter 


7 Entomoplasma 
ntomoplasma. 
ref|NR_028857.1| Roseomonas mucosa 
7 Roseomonas mucosa Bacteria; 
raceae; Roseomonas. 
ref|NR_028827.1| Shuttleworthia 

782926 784381 Shuttleworthia 
piraceae; Shuttleworthia. 
ref|NR_028811.1| Thermodesulfobacterium 
2 807361 Thermodesulfobacterium 
iales; Thermodesulfobacteriaceae; 


lucivorax Bacteria; 


265678490 


ref|NR_028793.1| Zymomonas mobilis 


subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 


subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; 


Zymomonas. 


Sp 


hingomonadales; Sphingomonadaceae; 


425026 Bacteria_16S 836130 836044 15 101 gi|265678489|ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

425026 Bacteria_16S 956925 956839 16 102 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

425026 Bacteria_16S 982853 982775 5 83 gi|265678389|ref|NR_028691.1| Entomoplasma freundtii 


strain BARC318 16S ribosomal RNA, 


complete sequence 981620 98314 


1 Entomoplasma 


freundtii Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

425026 Bacteria_16S 1047281 1047195 16 102 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

425026 Bacteria_16S 1086213 1086135 7 85 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
425026 Bacteria_16S 1279522 1279444 5 83 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

425026 Bacteria_16S 1282473 12823955 83 gi| 219846087 |ref|NR_025677.1| Entomoplasma somnilux 
strain PYAN-1 16S ribosomal RNA, partial sequence 1281261 1282749 Entomoplasma somnilux Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

425026 Bacteria_16S 1285555 1285469 16 102 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

425026 Bacteria_16S 1287112 1287026 16 102 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

425026 Bacteria_16S 1384322 1384232 15 105 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 


Bacteria; Firmicutes; 
425026 Bacteria_16S 
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Bacteria; Actinob 
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425026 Bacteria_16S 1602427 1602349 7 85 gi 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal 


Clostridia; Clostridiales; Lachno 
1417301 1417223 7 85 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


sp 


al 


do 


pt 


p 
te 


85 gi 
pt 


RN. 


224581447 


219857376 
219878480 
16S ribosomal RNA, partial sequence 1596580 15980 


219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 


219878477 


Roseburia. 
ref |NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


iraceae; 


14160 
es; Pseu 
ref |NR_024964.1 
86 1540484 Crossi 
eae; Pseudonocar 
ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
artial sequence 159812 
ridae; Actinomycetales; 


15389 
nocardin 


omycinea 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


omycinea 


A, parti 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; Streptomycetaceae; Streptomyces. 


425026 Bacteria_16S 1877725 1877647 7 85 gi| 219878283 |ref|NR_025422.1 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 187800 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsaceae; Nocardiopsis. 

425026 Bacteria_16S 1970374 1970288 15 101 gi|219878215|ref|NR_025354.1 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 197053 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rh 
Azospirillum. 

425026 Bacteria_16S 2032888 2032810 7 85 gi|219878174|ref|NR_025313.1 
hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyc 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

425026 Bacteria_16S 2054658 2054580 7 85 gi| 219878155 |ref|NR_025294.1 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 205491 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

425026 Bacteria_16S 2120172 2120086 16 102 gi| 219857655 |ref|NR_025244.1 


strain HSL-3 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Alicyclobacillus 
lobacillus hesperidum 


Streptomyces 
9 Streptomyces 


omycineae; 


Halobacillus salinus 


2118933 2120454 Halobacillus salinus Bacteria; 


425026 Bacteria_16S 


strain H-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


425026 Bacteria_16S 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 
hydrogeniphilum Bacteria; 


2154807 2154721 15 


2262745 2262659 16 


Thermodesulfobacterium. 


425026 Bacteria_16S 


strain L1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


425026 Bacteria_16S 
strain LRC 5382 1 
Firmicutes; 
425026 Bacteria_16S 


strain BG29 16S ribosomal RNA, partial sequence 
Clostridia; 
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425026 Bacteria_16S 


sulfidophilum strain BR4 16S ribosomal RNA, 
sulfidophilum Bacteria; 


425026 Bacteria_16S 
NRRL B-24104 16S 


425026 Bacteria_16S 


viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial 
viterbiensis Bacteria; 


425026 Bacteria_16S 


taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingopyxis. 
425026 Bacteria_16S 
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Nocardiopsis. 
425026 Bacteria_16S 
albus strain JL 8 


Streptacidiphilus. 
425026 Bacteria_16S 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 
425026 Bacteria_16S 


strain VB32 16S ribosomal RNA, partial sequence 


Proteobacteria; 
425026 Bacteria_16S 


subterraneus strain C55 16S ribosomal RNA, partial sequence 26742 
Proteobacteria; Betaproteobacteria; Thiobacter. 


Bacteria; 
425026 Bacteria_16S 


juripiscarius strain IS40-3 16S ribosomal RNA, partial 
juripiscarius Bacteria; 


425026 Bacteria_16S 


cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequen 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacilla 


425026 Bacteria_16S 
halophilum strain 
halophilum Bacteria; 
425026 Bacteria_16S 


strain S37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


425026 Bacteria_16S 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial 
sartagoforme Bacteria; 


425026 Bacteria_16S 
strain CreCitl 16 
Proteobacteria; 
425026 Bacteria_16S 
sibiricus strain 


Sandaracinobacter. 
425026 Bacteria_16S 
dassonvillei subsp. 


3 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


2288651 2288573 5 


2290207 2290117 15 


6S ribosomal RNA, partial sequence 2288984 22904 
Clostridia; Clostridiales; Lachnospiraceae; 


2338376 2338298 6 


Clostridiales; 
2339925 2339847 6 


Firmicutes; 
2342970 2342892 7 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


2406729 2406651 5 


Firmicutes; 
2458426 2458340 15 


2511289 25112117 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


2553070 2552992 7 


2554631 2554553 7 


2652978 2652884 8 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


2675446 2675352 8 
2679938 2679852 16 
Firmicutes; 


2786453 2786375 7 


2878038 2877952 16 


DSM4771 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
2965949 2965863 15 
3037422 3037344 6 


Firmicutes; 
3054216 3054122 8 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 


3197798 3197712 15 


RB16-17 16S ribosomal RNA, partial sequence 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 


3261111 3261033 7 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


Thermodesulfobacteria; 


Entomoplasmatales; 


Heliobacteriaceae; 


Clostridia; 


Clostridia; 


complete sequence 


Bacillales; 


Bacillaceae; Salimic 

101 gi| 219856812 

2964771 29662 
Sphingomonadales; Sphingomon 
84 gi| 219846898 

sequence 

Clostridia; Clostridiales; Clo 


101 gi| 219857632 


2153652 21550 
102 
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83 gi| 219857540 
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Entomoplasmataceae; 


105 gi|219857539 


84 gi| 219857503 
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complete sequence 
Clostridiales; 

gi| 219857500 
2341772 23432 


85 


83 gi| 219857456 |ref|NR_025044.1 

sequence 2405537 240701 
Clostridiales; Clostridiaceae; 

101 gi|219857411|ref|NR_024999.1 


Sphing 
85 219857370 
25100 
Stre 


gi 


85 219857342 


25518 


gi 


Stre 
85 gi| 219857341 
complete sequence 25534 


Stre 
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sequence 

Bacillaceae; Lent 

85 gi| 219857126 
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102 gi| 219846886 
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101 


gi|219846790 


Acetobacteraceae; 


Thermodesulfobacteriales; 


Heliobacteriaceae; 


Sphingomonadales; 


ref |NR_025221.1 


ref |NR_025146.1 
2261503 226299 


ref|NR_025128.1 
ref 


NR_025127.1 


ref |NR_025091.1 


ref|NR_025090.1 
2338702 234021 


ref|NR_025088.1 


2457264 245870 
omonadales; Sphi 


ref |NR_024958.1 


ptosporangineae; 


ref|NR_024930.1 


ptomycineae; 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 
ref|NR_024851.1 
; Azoarcus. 


ref|NR_024834.1 
15 2675666 Thioba 


ref |NR_024831.1 

2678696 268021 
ibacillus. 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref |NR_024692.1 

2876799 287831 
robium. 
ref|NR_024631.1 
22 Sphingopyxis 
adaceae; Sphingo 
ref|NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026478.1 


Formivibrio. 

ref |NR_026382.1 
196654 319807 
Sphing 


Ww 


85 gi|219846747 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 
Rubritepida. 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


Thermodesulfobacteriaceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 
Mesoplasma. 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 
Lachnobacterium. 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 
Heliobacterium 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 
Pseudonocardiaceae; 


Crossiella. 
Caloramator 
6 Caloramator 


Caloramator. 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Nocardiopsis trehalosi 


68 2511541 Nocardiopsis trehalosi 


Nocardiopsaceae; 


Streptacidiphilus 


53 2553362 Streptacidiphilus albus 
Streptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Thiobacter 
cter subterraneus 


Lentibacillus 
9 Lentibacillus 


Alicyclobacillus 
5 Alicyclobacillus 
cillus, 
Salimicrobium 

5 Salimicrobium 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 

Clostridium 

6 Clostridium 
stridium. 

Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


ref |NR_026339.1 


albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 


Nocardiopsis 
3259907 3261367 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


425026 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain DSM 6011 1 


3363182 3363096 16 102 gi 


219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


lales; Bacillaceae; Salimicrobium. 
3526115 3526025 15 105 gi|219846559|ref|NR_026151.1 
6S ribosomal RNA, partial sequence 3524935 35264 


ref |NR_026267.1 
41 Salimicrobium 


Salimicrobium album 
album Bacteria; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 3580989 3580907 15 97 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

425026 Bacteria_16S 3687563 3687485 5 83 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 


strain GIH 16S ri 
Tenericutes; Moll 


425026 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


425026 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


425026 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


425026 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


425026 Bacteria_16S 


diastatochromogen 
diastatochromogen 
Streptomycetaceae 


425026 Bacteria_16S 


strain RL-34 16S 
Actinobacteria; A 


425026 Bacteria_16S 


strain MB-G2 16S 
Proteobacteria; A 


425026 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 


425026 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 
Salinimonas. 


425026 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


425026 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


425026 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


425026 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


425026 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


425026 Bacteria_16S 
in PLHS 
eria; 
425026 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


strain BARC 857 1 
Tenericutes; Moll 


grammopterae stra 
grammopterae Bact 


strain CHPA-2 16S 
Tenericutes; Moll 


bosomal 


icutes; 
425026 Bacteria_16S 
in GRUA-1 16S ribosomal RNA, partial s 
eria; 
425026 Bacteria_16S 


icutes; 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689080 3689002 5 83 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3775660 3775582 5 83 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3830392 3830314 6 84 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
3924763 3924685 7 85 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3926344 3926266 7 85 gi 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

3929505 3929427 7 85 
ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; 
3955997 3955911 15 101 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
4004813 4004727 16 102 gi 
in BH030062 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
4006274 4006184 15 105 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


e; 


e; 


, 


, 


gi 


Stre 
gi 


4101452 4101358 8 
n S1 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 
4141098 41410205 83 gi 
n Ar-1343 16S ribosomal RNA, partial s 
ria; Tenericutes; Mollicutes; Entomopl 
4142662 4142584 5 83 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4155039 41549615 83 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4159736 4159658 5 83 gi 
RNA, partial sequence 
icutes; Entomoplasmatales; 
4161302 41612245 


102 gi 


Spiroplasma 
83 gi 
-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; Entomop 
4164333 41642555 83 gi 
6S ribo 


la 


Entomoplasmatales; 
4175014 41749365 


Entomoplasmat 
83 gi 
Tenericutes; Mollicutes; la 
4181167 4181089 5 83 
ribosomal RNA, partial sequence 
Entomoplasmatales; Entomoplasmat 


Entomop 
gi 


425026 Bacteria_16S 


strain PIMN-1 16S 


Tenericutes; Mollicutes; 


4185670 4185592 5 83 gi 
ribosomal RNA, partial sequence 


Entomoplasmatales; Entomoplasmat 


le 


te 


pt 


ho 


s 
ea 


s 
ri 


nc 
le 
219846 
eq 
as 
219846 
4141437 41 
ta 
219846 
4153813 41 
ta 
219846 
4158509 41 
ta 
219846107 
eq 


3686364 36878 


219846445 
3687881 36893 


219846380 
ue 
smataceae; 
219846342 
3829173 38306 
Helioba 
219846278 
te seque 
Actinomycet 


nce 


219846277 
complete 
ridae; Actin 


219846275 
3928271 39298 
omycinea 
219846255 
3954838 39562 
dobacter 
219846222 
equence 
Ponti 
219846221 
equence 
Alter 


e; 


a; 


219846152 

002 
iss 
120 


41 
Ne 


e 
Ss; 


uence 


matal 


ceae; 


ceae; 


ceae; 


uence 
smata 


aceae; 


219846097 
eq 


uence 


aceae; 


219846086 
4184459 4185949 Entomoplasma luminosum Bacteria; 


aceae; 


es; 
119 
429 


111 
553 


108 
600 


les 
219846105 
somal RNA, partial sequence 4163118 41646 


smatales 
219846092 
4179947 41814 


ref|NR_026036.1 


ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025932.1 


ium. 
NR_025868.1 
392352 
Strep 


cter 
ref 
nce 


ales; 


ref 
seq 


NR_025867.1 
uence 392511 
omycetales; 


ref|NR_025865.1 
00 Streptomyces 
e; Streptomyceta 
ref|NR_025845.1 


aceae; Rhodovulu 
ref|NR_025812.1 

4003594 400502 
bacillus. 
ref|NR_025811.1 

4005071 400647 
omonadales; Alte 


ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025710.1 

4139871 414138 
Spiroplasmatace 
ref|NR_025709.1 


iroplasma. 
ref|NR_025701. 
27 Spiroplasma 
iroplasma. 
ref|NR_025698. 
24 Spiroplasma 
iroplasma. 
ref|NR_025697.1 
160075 416159 
; Spiroplasmatac 
ref|NR_025695.1 


Sp 


Sp 


Sp 


rs 


M lasma. 
ref|NR_025687.1 

4173799 417528 
; Entomoplasmata 


ref |NR_025682.1 


esop 


Mesoplasma. 


re 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 


Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


m. 
Pontibacillus 
0 Pontibacillus 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Chitinibacter 

ibacter tainanensis 
ibacter. 

Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma culicicola 


culicicola Bacteria; 


Spiroplasma chinense 


chinense Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


ref|NR_025676.1 


Entomoplasma. 


Entomoplasma luminosum 


425026 Bacteria_ 
olivochromogenes 
olivochromogenes 


Streptomycetaceae 


425026 Bacteria_ 
strain B7319 16S 


16S 4202256 4202178 7 85 gi|219846074|ref|NR_025664.1| Streptomyces 

strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

16S 4203754 4203676 7 85 gi|219846073|ref|NR_025663.1| Streptomyces aureus 

ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

16S 4209830 4209744 16 102 gi|219846069|ref|NR_025659.1| Lentibacillus 


425026 Bacteria_ 
salicampi strain 


SF-20 16S ribosomal RNA, partial seque 


nce 42085 


91 4210111 Lenti 


b 


acillus salicampi 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

425026 Bacteria_16S 1207 1130 8 85 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

425026 Bacteria_16S 20842 20753 16 105 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

425026 Bacteria_16S 60299 60210 16 105 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

425026 Bacteria_16S 133198 133121 7 84 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

425026 Bacteria_16S 208017 207940 7 84 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 212670 212601 15 84 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 220432 220335 5 102 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

425026 Bacteria_16S 235421 235332 16 105 gi|265678905|ref|NR_029213.1| Burkholderia graminis 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

425026 Bacteria_16S 237057 236968 16 105 gi|265678904|ref|NR_029212.1| Burkholderia 
phenazinium strain A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

425026 Bacteria_16S 238639 238550 16 105 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

425026 Bacteria_16S 240186 240097 16 105 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

425026 Bacteria_16S 241772 241683 16 105 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

425026 Bacteria_16S 268891 268814 8 85 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

425026 Bacteria_16S 405536 405459 8 85 gi|265678785|ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

425026 Bacteria_16S 450376 450299 8 85 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

425026 Bacteria_16S 468598 468509 16 105 gi| 265678739 |ref|NR_029044.1| Burkholderia terricola 
strain R 8118 16S ribosomal RNA, partial sequence 467397 468893 Burkholderia terricola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

425026 Bacteria_16S 540558 540469 15 104 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

425026 Bacteria_16S 589108 589019 16 105 gi|265678660|ref|NR_028965.1| Burkholderia tropica 


strain Ppe8 16S r 


ibosomal RNA, partial sequence 


587905 589310 Burkholderia tropica Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


425026 Bacteria_16S 
strain CK55 16S r 
Firmicutes; Clost 
425026 Bacteria_16S 
strain IS1B 16S r 
Planctomycetes; P 
425026 Bacteria_16S 
strain J72 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 
strain AC 615 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 
strain U 16S ribo 
Bacil 
425026 Bacteria_16S 
trevisanii strain 
trevisanii Bacter 
425026 Bacteria_16S 


Bacillales; 


subroseum strain 


subroseum Bacteri 


Streptosporangiac 


425026 Bacteria_16S 


pretiosum subsp. 


652879 652810 15 


Clostridiales; 
693779 693694 1 


790193 790116 8 


84 


ibosomal RNA, partial sequence 


ridia; Clostridiaceae; 


86 


ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 


85 


bosomal RNA, partial sequence 


gi| 265678615 


651676 65311 
Clostridiu 


gi| 265678587 


692571 69404 
nctomyceta 


gi| 265678519 


789013 79048 


nebacterin 


ref |NR_028920.1 
m. 
ref |NR_028892.1 


’ 


NR_028823.1 


ceae 
ref 


Gordoniacea 


Cory 
839126 839049 8 85 gi 
ribosomal RNA, partial sequence 
Stre 

gi 


840702 840605 5 102 


laceae; Geobacillus. 


CY-7113 16S ribosomal RNA, partial seq 


Streptosporangium. 
915104 915027 8 85 gi 
pretiosum strain C-15003 16S ribosomal 


eae; 


265678487 
837961 83941 
ptosporang 
265678486 
somal RNA, partial sequence 839468 840930 Geoba 


uence 
a; Actinobacteria; Actinobacteridae; Actinomycet 


265678435 
RNA, part 


eae; 
ref |NR_028790.1 
inea 
ref 
oiid 


e; Streptosp 
NR_028789.1 
us uzenensis 


874217 875635 
ales; Streptospo 


v 


ref 
ial 


NR_028737.1 
sequence 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Isosphaera pallida 


0 Isosphaera pallida Bacteria; 
Isosphaera. 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


Gordonia. 
Nonomuraea rubra 


e; 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Geobacillus uzenensis 
Bacteria; Firmicutes; 


869539 869463 8 84 gi| 265678466 |ref|NR_028769.1| Leptotrichia 
"WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
ia; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
875390 875313 8 85 gi|265678462|ref|NR_028765.1| Streptosporangium 


Streptosporangium 
rangineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


425026 Bacteria_16S 
roseoviolacea str 


roseoviolacea Bac 
Streptosporangiac 


425026 Bacteria_16S 
macrocephala stra 
macrocephala Bact 


Streptosporangiac 


425026 Bacteria_16S 


strain NRRL 15532 


Bacteria; Actinob 


Nonomuraea. 


425026 Bacteria_16S 
strain R 16S ribo 
Proteobacteria; Alphapro 


fever group. 


425026 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


425026 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; B 


425026 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; D 


425026 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


425026 Bacteria_16S 


strain 13.4 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
425026 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


425026 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


425026 Bacteria_16S 


strain NCIMB 7030 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


425026 Bacteria_16S 


Pseudonocardineae; Actinosynnemataceae; 


1090878 1090801 8 85 gi 
ain A-5 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 

1099846 1099769 8 85 gi 
in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
eae; Acrocarpospora. 

1107417 1107340 8 85 gi 

16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


, 


, 


al 


1130143 1130058 16 101 gi 


teobacteria; Rickettsiales; Ric 
1169483 1169391 8 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1180132 1180043 15 104 gi 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1196795 1196726 16 85 gi 
2809 16S ribosomal RNA, partial sequen 
eferribacteres; Deferribacterales; Def 
1237599 1237510 15 104 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1246653 1246556 8 105 gi 
ibosomal RNA, partial sequence 


101 gi 
ce 


ce 
er 


en 
sp 


do 
1261601 1261524 8 85 gi 
49030 16S ribosomal RNA, partial seque 
ia; Actinobacteria; Actinobacteridae; 
Brevibacterium. 
1284004 1283915 16 


nc 
Ac 


v 


105 gi 
etaproteobacteria; Burkholderiales; Bu 
1299127 1299050 8 85 gi 
55 16S ribosomal RNA, partial sequence 
oc 
1351194 1351117 8 

osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1357190 135712115 84 gi 


85 gi 


al 


taceae; 
228717704 
1178919 1180416 Nitro 
itrosomona 
228715574 


Actinosy 
265678316 
uence 

e; Actinomycet 


265678310 
1 sequence 
Actinomy 


265678304 


11062 
es; 


253680770 
somal RNA, partial sequence 1128958 1130397 Ricke 
kettsiacea 


228719827 


11682 


11955 
ribacter 


219878251 


ce 12363 
iraceae; 


219857484 
1245479 12468 


nocardin 


219846707 


e 12603 
tinomyce 


219846066 
16S ribosomal RNA, partial sequence 1282800 12842 
rk 


holderia 


219846893 


12979 
occineae 


228720546 
1349993 13514 


es; Cory 


228720131 


cellulovorans strain 743B 16S ribosomal RNA, partial sequence 


cellulovorans 743 


B Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


Stre 


Sp 


nnema. 
NR_028618.1 
1089685 109113 
ales; Strept 


NR_028612.1 
1098650 110009 
cetales; Strepto 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae 


, 


ref 
ttsi 
e; R 


NR_028018.1 
a rickettsii 
ickettsieae; 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027566.1 
somonas eutropha 
daceae; Nitroso 
ref|NR_027535.1 
65 1197080 Denitr 
aceae; Denitrovi 
ref|NR_025390.1 
92 1237878 Parasp 
Parasporobacter 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref |NR_026299.1 
97 1261800 Brevib 
tales; Micrococc 


ref|NR_025656.1 


ceae; Burkholder 
ref|NR_026485.1 
19 1299312 Brevib 
; Brevibacteriac 
ref|NR_027594.1 


nebacterineae; G 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Rickettsia rickettsii 
Bacteria; 
Rickettsia; spotted 
Spirochaeta 

haeta smaragdinae DSM 


Nitrosomonas eutropha 
C91 Bacteria; 


monas . 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Parasporobacterium 
orobacterium paucivorans 
ium. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Brevibacterium 
acterium mcbrellneri 
ineae; 


Burkholderia hospita 


83 Burkholderia hospita Bacteria; 


ia. 

Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 


ref|NR_027589.1 
1356004 135748 
Clostridiacea 


Clostridium 
9 Clostridium 
e; Clostridium. 


425026 Bacteria_ 


strain MT1-641 16 
B 


Proteobacteria; 
425026 Bacteria_ 


strain STM815 16S 
Proteob 


Bacteria; 
425026 Bacteria_ 


strain STM678 16S 
B 


Proteobacteria; 
425026 Bacteria_ 


bernardiae strain 
bernardiae Bacter 


Arcanobacterium. 
425026 Bacteria_ 


AMMD 16S ribosoma 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
complex. 

425026 Bacteria_16S 1528020 1527943 8 85 gi| 219857435 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 15282 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

425026 Bacteria_16S 1529532 1529455 8 85 gi| 219857434 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 15297 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinoallomurus. 

425026 Bacteria_16S 1531044 1530967 8 85 gi| 219857433 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinomadura. 

425026 Bacteria_16S 1534121 1534032 16 105 gi| 219857425 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
Burkholderia; Burkholderia cepacia complex. 

425026 Bacteria_16S 1535568 1535491 8 85 gi| 219857414 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

425026 Bacteria_16S 1537077 1537000 8 85 gi| 219857378 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequenc 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Saccharothrix. 

425026 Bacteria_16S 1538640 1538563 8 85 gi| 219857377 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Saccharothrix. 

425026 Bacteria_16S 1541750 1541673 8 85 gi| 219857375 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Actinosynnemataceae; Actinokineospora. 

425026 Bacteria_16S 1543310 1543233 8 85 gi| 219857374 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequenc 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Actinosynnemataceae; Actinokineospora. 

425026 Bacteria_16S 1568694 1568618 8 84 gi|219846057 
strain LB23 16S ribosomal RNA, partial sequence 1567482 15689 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
425026 Bacteria_16S 1682970 1682873 8 105 gi| 219878420 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
425026 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain DSM 44494 


limicola Bacteria 


425026 Bacteria_16S 


16S 1373769 1373680 16 105 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
16S 1387355 1387266 16 105 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
16S 1388870 1388781 16 105 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
16S 1458527 1458430 8 105 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


gi 


16S 1473617 1473528 16 
1 RNA, partial sequence 


105 gi 


ribosomal RNA, partial sequence 


1685978 1685881 5 102 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1740954 1740877 8 85 


gi 


gi 


Stre 


1830554 1830461 11 104 gi 


; Proteobacteria; Betaproteobacteria; 


pt 


complete seque 
Rh 


1853387 1853310 8 85 gi 


228717983 


1372563 13740 
rkholderia 


228716754 


1386182 13876 
riales; 


228716720 


1387667 13891 
rkholderia 


224581414 


al sequenc 
Actinomyce 


224581402 


1472412 1473865 Burkh 


1681727 16832 
nomycineae 


219878418 


1684753 16861 


219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 
limicola strain GolChil 16S ribosomal RNA, 


osporang 
219878316 
nce 
odocycla 
219878299 


Bu 


ref|NR_027569.1| Burkholderia unamae 

50 Burkholderia unamae MTI-641 Bacteria; 
ceae; Burkholderia. 

ref|NR_027555.1| Burkholderia phymatum 
16 Burkholderia phymatum STM815 
rkholderiaceae; Burkholderia. 
ref|NR_027554.1| Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 

ref|NR_027195.1| Arcanobacterium 

e 1457334 1458715 Arcanobacterium 

tales; Actinomycineae; Actinomycetaceae; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


ref 
olde 
ceae 


NR_024882.1 
ria ambifari 
Burkholder 


, 


ref |NR_025023.1 
88 Actinomadura 
ineae; Thermomo 


Actinomadura yumaensis 
yumaensis Bacteria; 
nosporaceae; 


ref|NR_025022.1| Actinomadura spadix 
96 Actinoallomurus spadix Bacteria; 
ineae; Thermomonosporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


ref|NR_025021.1 
1529847 153130 
tales; Streptosp 


ref|NR_025013.1 
1532915 153432 
deriales; Burkho 


Burkholderia 
2 Burkholderia 
lderiaceae; 


ref|NR_025002.1 
13 Actinomadura 
ineae; Thermomo 


Actinomadura vinacea 
vinacea Bacteria; 
nosporaceae; 


ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


Saccharothrix 
5 Saccharothrix 
ardineae; 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


Saccharothrix 
5 Saccharothrix 
cardineae; 


ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


Actinokineospora 
4 Actinokineospora 
cardineae; 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


Actinokineospora 
6 Actinokineospora 
ardineae; 


ref|NR_025647.1| Leptotrichia hofstadii 
67 Leptotrichia hofstadii Bacteria; 


ref|NR_025559.1| Actinomyces oricola 
34 Actinomyces oricola Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref|NR_025557.1| Bacillus aeolius 

55 Bacillus aeolius Bacteria; 


ref|NR_025519.1| Nocardiopsis halophila 
36 Nocardiopsis halophila Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025455.1| Propionivibrio 

1829317 1830847 Propionivibrio 
les; Rhodocyclaceae; Propionivibrio. 
ref|NR_025438.1| Thermobifida 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


Thermobifida. 


1852181 1853675 Thermobifida 
Streptosporangineae; 


425026 Bacteria_16S 
strain 3S-1 16S r 


Firmicutes; Bacil 


425026 Bacteria_16S 


halophila strain 


halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoca 
Pseudonocardiaceae; Saccharomonospora. 

425026 Bacteria_16S 1938559 1938482 8 85 gi| 219878236 |ref|NR_025375.1 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 193875 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Brevibacteriaceae; Brevibacterium. 

425026 Bacteria_16S 2109476 2109387 15 104 gi| 219873437 |ref|NR_026099.2 
strain P-1 16S ribosomal RNA, partial sequence 2108290 21097 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 2157872 2157795 8 85 gi|219857630|ref|NR_025219.1 


strain YIM 90003 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
Streptomonospora. 

425026 Bacteria_16S 2186723 2186639 19 104 gi|219857608|ref|NR_025197.1 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnob 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

425026 Bacteria_16S 2253439 2253362 8 85 gi|219857564|ref|NR_025152.1 
strain KS9 16S ribosomal RNA, partial sequence 2252243 22536 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
425026 Bacteria_16S 2309781 2309704 8 85 gi|219857523|ref|NR_025111.1 


strain DSM43926 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
425026 Bacteria_16S 2311287 2311210 8 85 gi|219857522|ref|NR_025110.1 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

425026 Bacteria_16S 2312839 23127425 102 gi|219857521|ref|NR_025109.1 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobac 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

425026 Bacteria_16S 2326482 2326393 15 104 gi|219857512|ref|NR_025100.1 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial seq 


Clostridium stercorarium subsp. 


Clostridiaceae; C 


425026 Bacteria_16S 


strain IPT10 16S 


Proteobacteria; B 


425026 Bacteria_16S 


strain LMG 16225 


Proteobacteria; B 


425026 Bacteria_16S 


caledonica strain 
caledonica Bacter 


425026 Bacteria_16S 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


425026 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


425026 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


425026 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


425026 Bacteria_16S 


strain hl 16S rib 


1871692 18715955 102 
ibosomal RNA, partial sequence 


gi 


lostridium. 

2330919 2330830 16 105 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
2385452 2385363 16 105 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
2386976 2386887 16 105 gi 
LMG 19076 16S ribosomal RNA, partial 

ia; Proteobacteria; Betaproteobacteria 
2409811 2409734 8 85 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


se 


v 


nc 
al 


2464430 2464361 15 84 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2467608 2467519 15 104 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2616292 2616196 7 103 gi 


s 
ia 


cl 


ridia; Clostridiales; Clostridiales Fami 
2631608 2631519 16 105 gi 


osomal RNA, partial sequence 


leptospartum Bacteria; 


219878287 
1870444 18719 


lales; Bacillaceae; Geobacillus. 
1887136 1887059 8 85 gi| 219878274 
DSM 44411 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2156657 21581 


6S ribosomal RNA, partial sequence 2308611 23100 


219857509 
2329695 23312 
rk 
219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
rk. 
219857469 


holderia 


holderia 


quence 


24085 
Stre 


e 
es; 


219857407 


equence 
les; Clo 


219857405 
2466381 24678 


ostridiu 


219857255 
16S ribosomal RNA, partial sequence 2615060 26165 


ly XII. 


219857238 
2630432 26317 


Firmicutes; 


Burkhold 
219857454 


ref|NR_025426.1 


ref|NR_025413.1 
1885917 188742 


ref |NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 

2385781 238725 
eriales; Burkhol 
ref |NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref |NR_024993.1 


m. 
ref |NR_024886.1 
Incertae Sedis; 
ref |NR_024866.1 
92 Methylarcula 


Clostridia; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Brevibacterium 
9 Brevibacterium 


cineae; 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


Carnobacterium 
acterium viridans 


Nocardiopsis composta 


96 Nocardiopsis composta Bacteria; 


saceae; Nocardiopsis. 
Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae; Nonomuraea. 
Actinomadura mexicana 


mexicana Bacteria; 


osporaceae; 


Geobacillus 
illus subterraneus 


Clostridium 
uence 2325260 2326777 


Clostridiales; 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Clostridium 
2 Clostridium 
stridium. 
Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Methylarcula terricola 


terricola Bacteria; 


ula. 
Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarc 
425026 Bacteria_16S 2646938 2646845 11 104 gi|219857227|ref|NR_024855.1 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 264719 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocycl 
425026 Bacteria_16S 2731096 2731011 5 90 gi|219857167|ref|NR_024795.1 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis 

Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae 
425026 Bacteria_16S 2751704 2751627 8 85 gi|219857152|ref|NR_024780.1 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 275194 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


eae; Microtetraspora. 


Strepto 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


425026 Bacteria_16S 2753200 2753123 8 85 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
425026 Bacteria_16S 2754696 2754619 8 85 gi|219857150|ref|NR_024778.1| Planomonospora alba 
strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planomonospora. 
425026 Bacteria_16S 2760752 2760675 8 85 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
425026 Bacteria_16S 2819534 2819457 8 85 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 
425026 Bacteria_16S 2821027 2820950 8 85 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 
425026 Bacteria_16S 2822521 2822444 8 85 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 
425026 Bacteria_16S 2836210 2836121 16 105 gi|219856900|ref|NR_024721.1| Burkholderia 
kururiensis strain KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
425026 Bacteria_16S 2887136 2887067 15 84 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
425026 Bacteria_16S 2888661 2888592 15 84 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
425026 Bacteria_16S 2890185 2890116 15 84 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
425026 Bacteria_16S 2906881 2906804 8 85 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 
425026 Bacteria_16S 2955373 2955296 8 85 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
425026 Bacteria_16S 2990399 2990311 16 105 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
425026 Bacteria_16S 3023738 3023661 8 85 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 
425026 Bacteria_16S 3055759 3055666 11 104 gi|219846885|ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 
425026 Bacteria_16S 3078196 3078107 16 105 gi|219846870|ref|NR_026462.1| Burkholderia 
caribensis strain MWAP64 16S ribosomal RNA, partial sequence 3076975 3078406 Burkholderia 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
425026 Bacteria_16S 3202267 3202170 7 104 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 


strain M408/89/1 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacte 
Corynebacterium. 
425026 Bacteria_16S 3249174 3249105 15 84 gi| 219846755 |ref|NR_026347.1 


strain WV6 16S ri 
Firmicutes; Clost 


425026 Bacteria_16S 


strain DSM 43678 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 


strain DSM 43311 


Microtetraspora. 


425026 Bacteria_16S 


bosomal RNA, partial sequence 
ridia; Clostridiales; 
3250572 3250495 8 


Clostridiaceae; Cl 


85 gi 


Stre 
gi 


pt 


3252072 3251995 8 85 


Strept 


3253570 3253493 8 85 gi 


16S ribosomal RNA, partial sequence 3201064 32024 


3247999 32493 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 


219846753 
16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ostridium. 


ref |NR_026346.1 
inea 
ref 


e; Streptosp 
NR_026345.1 


osporang 


osporangineae; Streptosp 


219846752 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


ref|NR_026344.1 


Actinomadura kijaniata 


strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


425026 Bacteria_16S 


strain DSM 43067 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


425026 Bacteria_16S 


album strain DSM 


Streptosporangium. 


3255067 3254990 8 85 gi|219846751 
16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Streptosporangineae; Thermomonosporaceae; 
3369196 3369119 8 85 gi|219846671 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptosporangiaceae; Streptosporangium. 
425026 Bacteria_16S 3370694 3370617 8 85 gi|219846670 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actin 
Streptosporangiaceae; 
425026 Bacteria_16S 3372191 3372114 8 85 gi|219846669 
43023 16S ribosomal RNA, partial sequence 


tinomycetales; 


omycetales; 


Streptosporangineae; Thermomonosporaceae; 


ref|NR_026343.1| Actinomadura madurae 


ref|NR_026263.1| Streptosporangium 
3368004 3369448 Streptosporangium 
Streptosporangineae; 


ref|NR_026262.1| Streptosporangium 
3369499 3370948 Streptosporangium 
Streptosporangineae; 


ref|NR_026261.1| Streptosporangium 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangium. 
425026 Bacteria_16S 


3582540 3582451 15 104 
stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, 


Stre 


gi|219846521 


NR_026113.1 


3370999 3372445 Streptosporangium album 
ptosporangineae; 


Streptosporangiaceae; 


Clostridium 


partial sequence 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; Clostridium. 
3680069 3679984 16 101 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 


425026 Bacteria_16S 


gi|219846451 


ref|NR_026042.1| Rickettsia 
3678896 3680323 Rickettsia 


aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


Rickettsia; 
425026 Bacteria_16S 


Firmicutes; Clostridia; 
425026 Bacteria_16S 


Firmicutes; Clostridia; 
425026 Bacteria_16S 


Clostridiales; 
3725204 3725127 8 85 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


spotted fever group. 

3711635 3711566 15 84 

strain Pasteur III 16S ribosomal RNA, partial sequence 
Clostridiales; 

3720605 3720536 15 84 

strain 2585 16S ribosomal RNA, 


complete sequence 


Thermomonosporaceae; Actinomadura. 


425026 Bacteria_16S 


Actinomadura. 
425026 Bacteria_16S 


3728117 3728040 8 85 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3729572 3729495 8 85 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 


gi|219846429 
37104 


Clostridiaceae; Clostridium. 


gi| 219846422 
3719395 37209 


Clostridiaceae; Clostridium. 


gi|219846418 


gi|219846416 


gi|219846415 


ref|NR_026020.1| Clostridium septicum 
25 3711931 Clostridium septicum Bacteria; 


ref|NR_026013.1| Clostridium chauvoei 
01 Clostridium chauvoei Bacteria; 


ref|NR_026009.1| Actinomadura 
3724040 3725450 Actinomadura 
Streptosporangineae; 


ref|NR_026007.1| Actinomadura macra 
59 Actinomadura macra Bacteria; 


Streptosporangineae; Thermomonosporaceae; 


ref|NR_026006.1| Actinomadura 
3728410 3729818 Actinomadura 


luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 


425026 Bacteria_16S 


3731029 3730952 8 85 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


Thermomonosporaceae; Actinocorallia. 


425026 Bacteria_16S 


3732485 3732408 8 85 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 37327 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
425026 Bacteria_16S 


3733947 3733870 8 85 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomy: 


Thermomonosporaceae; Actinomadura. 


425026 Bacteria_16S 


3736871 3736794 8 85 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 37371 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporang 


Streptosporang 


gi|219846414 


gi|219846413 


gi| 219846412 


gi|219846410 


ref|NR_026005.1| Actinocorallia 
3729869 3731272 Actinocorallia 
tales; Streptosporangineae; 


ref|NR_026004.1| Actinomadura coerulea 
31 Actinomadura coerulea Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_026003.1| Actinomadura 
3732782 3734190 Actinomadura 
cetales; Streptosporangineae; 


ref|NR_026001.1| Nonomuraea spiralis 
14 Nonomuraea spiralis Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 


425026 Bacteria_16S 3738332 3738255 8 85 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 3738577 Nonomuraea recticatena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 


425026 Bacteria_16S 3739797 3739720 8 85 gi|219846408|ref|NR_025999.1| Nonomuraea polychroma 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 3740040 Nonomuraea polychroma Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 


425026 Bacteria_16S 


Microtetraspora. 
425026 Bacteria_16S 


3741261 3741184 8 85 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3742724 3742647 8 85 


strain T/457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


gi|219846407 
37400 
Stre 


ref|NR_025998.1| Microtetraspora 
91 3741506 Microtetraspora niveoalba 
ptosporangineae; Streptosporangiaceae; 


gi| 219846406 
3741557 37429 


Streptosporangineae; 


ref|NR_025997.1| Microtetraspora fusca 
69 Microtetraspora fusca Bacteria; 
Streptosporangiaceae; 


425026 Bacteria_1 


strain IFO 14094 


6S 3744188 3744111 8 


85 


Actinobacteria; Actinobacteridae; Actinomycetales; 


425026 Bacteria_1 
16S r 


strain 104 


6S 3745654 3745577 8 


85 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


425026 Bacteria_1 


strain IFO 13155 


6S 3747112 3747035 8 


85 


Actinobacteria; Actinobacteridae; Actinomycetales; 


425026 Bacteria_1 


strain IFO 14745 


6S 3748575 3748498 8 


85 


Actinobacteria; Actinobacteridae; Actinomycetales; 


425026 Bacteria_1 
rhipicephali stra 
rhipicephali Bact 


Rickettsia; 


strain ATCC VR-61 
Bacteria; 


Proteob 


6S 3846933 3846848 16 


6S 3848423 3848338 16 


spotted fever group. 


425026 Bacteria_16S 
cellulosolvens st 


Ruminococcaceae. 


425026 Bacteria_16S 
cellulolyticus st 
cellulolyticus Bacteria; 
425026 Bacteria_16S 
thermocopriae str 
thermocopriae Bacteria; 


3851404 3851315 15 


3852916 3852827 15 


Firmicutes; 
3882000 3881923 8 


Firmicutes; 


Thermoanaerobacter. 


425026 Bacteria_16S 


strain IFO 15474 


3901992 3901915 8 


in 3-7-6 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 
425026 Bacteria_1 


Firmicutes; 


Clostridia; 


101 


101 


104 


104 


Clostridiales; Ruminococcaceae; 

85 gi|219846308|ref|NR_025898.1 
3880766 388228 
Thermoanaerobacterales; Thermoana 

85 gi|219846294|ref|NR_025884.1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 


425026 Bacteria_16S 


strain Karp 16S r 


3935427 3935342 16 


101 


ibosomal RNA, partial sequence 


gi 


16S ribosomal RNA, partial sequence 3743020 37444 
Streptosporangineae; 
ref 
96 Nonomuraea fastidiosa Bacteria; 

Streptosporangiaceae; Nonomuraea. 


gi 


3744485 37458 
Streptosporangineae; 
ref 
57 Nonomuraea angiospora Bacteria; 
Streptosporangiaceae; Nonomuraea. 


gi 


16S ribosomal RNA, partial sequence 3745947 37473 
Streptosporangineae; 
ref 
20 Nonomuraea africana Bacteria; 

Streptosporangiaceae; Nonomuraea. 


gi 


16S ribosomal RNA, partial sequence 3747408 37488 
Streptosporangineae; 
ref 


gi 


complete s 


gi 


1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Ricketts 


gi 


Clostridi 


gi 


rain CD2 16S ribosomal RNA, partial sequence 
Clostridia; 


ain JT-3 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3900794 39022 


gi 


3934247 39357 


219846405 


219846404 


219846403 


219846402 


219846331 
equence 


219846330 
38472 
les; 


ia 
219846328 


a; 


219846327 


219846270 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


425026 Bacteria_16S 


strain 2761 16S 


Proteobacteria; B 


Firmicutes; Bacil 


425026 Bacteria_16S 
nitritigenes strain L 46 


flavescens strain 
Bacteria; Actinob 
Microbacterium. 


425026 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; 


strain B 5329 16S 


Coriobacteridae; 
425026 Bacteria_16S 


3965052 3964959 11 


4211353 4211276 8 


Saccharothrix. 
4212902 42128055 
RNA, 
lales; Bacillaceae; 
4219000 4218923 8 


Actinomadura. 
33120 33040 


5: 


34632 34540 12 


49581 49485 8 


64818 64730 16 


seropedicae strain Z67 16S ribosomal RNA, 


Bacteria; Proteob 


strain HKI0088 16 


66370 66290 5 


78322 78254 16 


104 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
425026 Bacteria_16S 
algeriensis strain SA 233 


85 


102 


complete sequence 
Geobacillus. 


85 


85 


104 


104 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
425026 Bacteria_16S 


104 


complete sequence 63592 
acteria; Betaproteobacteria; Burkholderiales; 
425026 Bacteria_16S 


85 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
425026 Bacteria_16S 


84 


gi 


3963836 39652 


gi 


16S ribosomal RNA, partial sequence 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; 
425026 Bacteria_16S 
strain N-3 16S ribosomal 


gi 


4211641 42131 


gi 


16S ribosomal RNA, partial sequence 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; 
425026 Bacteria_16S 


gi 


401 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


98 16S ribosomal RNA, partial sequence 
Coriobacteriales; Coriobacterineae; 


ref 


gi 


48372 


gi 


gi 


65168 


gi 


219846249 


219846068 


219846067 


219846062 


265679042 
31915 


265679041 


33436 


265679031 
49856 


265679021 


265679020 


66643 


265679012 


joergensenii strain B331 16S ribosomal RNA, partial sequence 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfospira. 


ref 
34 Nonomuraea ferruginea Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Rickettsiales; 
ref 
38 3848677 Rickettsia montanensis 
Rickett 
ref 


rain ATCC 35603 16S ribosomal RNA, partial sequence 


cellulosolvens ATCC 35603 Bacteria; Clostridiales; 


ref 


68 Herbidospora 
Streptosporangineae; 


ref 
05 Orientia tsutsugamushi Bacteria; 


ref 
95 Rhodocyclus tenuis Bacteria; 


ref 
Actinomycetales; 


ref 
63 Geobacillus lituanicus Bacteria; 


ref 
Actinomyceta 
ref 
Micrococ 


ref 


ref 


Oxalobacteraceae; 
ref 


ref 


NR_025996.1 


NR_025995.1 


NR_025994.1 


NR_025993.1 


NR_025921.1 
3845748 384718 


NR_025920.1 
siaceae; Ric 
NR_025918.1 

385021 


Rumino 


NR_025917.1 
3851732 385319 


Streptosp 


NR_025860.1 


Rickettsieae; 
NR_025839.1 


Rhodocyclus. 

NR_025658.1 
4210162 421159 
Pseudono 


NR_025657.1 


NR_025652.1 
4217823 421929 
les; Strepto 


NR_029350.1 
33385 Microb 
cineae; Micr 


NR_029349.1 
34786 Atopob 
Coriobacteri 
NR_029339.1 
Actinobaculum 
Actinomycetace 
NR_029329.1 
65117 Herbas 


NR_029328.1 


Rickettsiaceae; 


Nonomuraea ferruginea 


Nonomuraea fastidiosa 


Nonomuraea angiospora 


Nonomuraea africana 


Rickettsia 
7 Rickettsia 
Rickettsieae; 


Rickettsia montanensis 


kettsieae; Rickettsia; 
Bacteroides 

8 3851681 Bacteroides 

coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 
Orientia tsutsugamushi 


Orientia. 
Rhodocyclus tenuis 


Saccharothrix 
0 Saccharothrix 
cardineae; 


Geobacillus lituanicus 


Actinomadura 
1 Actinomadura 
sporangineae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Atopobium vaginae 

ium vaginae Bacteria; 
aceae; Atopobium. 
Actinobaculum schaalii 
schaalii Bacteria; 

ae; Actinobaculum. 
Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


Bogoriellaceae 


; Bogoriella. 


NR_029320.1 
77090 78536 


Desulfospira 
Desulfospira 


425026 Bacteria_16S 91756 91656 6 105 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

425026 Bacteria_16S 119511 119431 5 85 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

425026 Bacteria_16S 121012 120932 5 85 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
425026 Bacteria_16S 124100 124020 5 85 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
425026 Bacteria_16S 137717 137637 5 85 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

425026 Bacteria_16S 139276 139196 5 85 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
425026 Bacteria_16S 140805 140725 5 85 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
425026 Bacteria_16S 159071 158991 5 85 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

425026 Bacteria_16S 188001 187933 16 84 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 262831 262743 15 103 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

425026 Bacteria_16S 290051 289963 16 104 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

425026 Bacteria_16S 349619 349539 5 85 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

425026 Bacteria_16S 377925 377845 5 85 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

425026 Bacteria_16S 397803 397723 5 85 gi|265678790|ref|NR_029095.1]| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

425026 Bacteria_16S 402466 402386 5 85 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 


cerinus subsp. ni 
Microbacteriaceae; 
425026 Bacteria_16S 
putterlickiae str 
putterlickiae Bac 
Streptomycetaceae; 
425026 Bacteria_16S 
strain YIM 31530 


425026 Bacteria_16S 

J18 16S ribosomal RNA, 
Actinobacteridae; 
425026 Bacteria_16S 
strain Tf 16S rib 
Firmicutes; Bacil 
425026 Bacteria_16S 
strain R9242 16S 


425026 Bacteria_16S 
strain HKI 0120 1 


425026 Bacteria_16S 


osomal RNA, partial 
lales; 


436567 436487 5 


462596 462516 5 


467131 467051 5 
partial sequence 
511644 511564 5 
sequence 
Geobacil 
8 


Bacillaceae; 
569609 569513 


636137 636057 5 


637668 637588 5 


85 


85 


85 


465880 467346 Rothi 
ococcaceae 


85 


lus. 
104 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


85 


85 


tratus Bacteria; Actinobacteria; Actin 
Agromyces. 


gi 


ain F18-98 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 


gi 


gi 


Actinomycetales; Micrococcineae; Micr 


gi 


510382 51190 


gi 


568394 56988 
nomycineae 


gi 


gi 


265678764 
sequence 


265678743 


16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


265678740 


265678711 


265678673 


265678627 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


265678626 


obacterida 


ionibacter 


ococcineae 


ref 


ref 


inea 
ref 
a am 
7 Ro 
ref 
6 


ref 


7 AC 
ref 


; In 


e; Actinomyceta 


435340 43687 
e; Actinomycet 


1 Actinobaculum 


1 


NR_029069.1 
1 
t 


ales; Strep 


NR_029048.1 


e; Nocardioi 
NR_029045.1 
arae Bacteri 
thia. 

NR_029016.1 


NR_028978.1 


tinomycetace 
NR_028932.1 


trasporangia 


ref 


es; Micrococcineae; 
Kitasatospora 
Kitasatospora 


omycineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Rothia amarae strain 
a; Actinobacteria; 


Geobacillus debilis 


Geobacillus debilis Bacteria; 


Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 


NR_028931.1 


Knoellia sinensis 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Knoellia. 


425026 Bacteria_16S 


Actinobacteridae; 


425026 Bacteria_16S 
strain W16 16S ri 


425026 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; 


Proteobacteria; 


Sy 
425026 Bacteria_16S 
strain NA 1 16S r 
B 


648537 648457 5 85 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

675523 675443 5 85 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 

bosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 

677128 677040 14 102 gi|265678598|ref|NR_028903.1| Anaerobaculum mobile 
bosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
nergistia; Synergistales; Synergistaceae; Anaerobaculum. 

681657 681561 8 104 gi|265678595|ref|NR_028900.1| Neisseria animalis 
ibosomal RNA, partial sequence 680477 681831 Neisseria animalis Bacteria; 
etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

708417 708337 5 85 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 


425026 Bacteria_16S 


strain 216 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 


425026 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


425026 Bacteria_16S 


VKM Ac-1800 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


425026 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


425026 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


425026 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


425026 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


425026 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


425026 Bacteria_16S 


strain VKM Ac-180 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


VKM Ac-1401 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


425026 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


425026 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


425026 Bacteria_16S 


strain WSU 86/104 
Chlamydiae; Chlam 


425026 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


425026 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


425026 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; A 


425026 Bacteria_16S 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 


739175 739087 16 104 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
756488 756408 5 85 gi 
ibosomal RNA, partial sequence 


758022 757934 16 104 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
761090 760994 8 104 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
823847 823759 16 104 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
854074 854006 16 84 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


874020 873932 16 104 
bosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Bu 
885933 885853 5 85 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


887469 887389 5 85 gi 
4 16S ribosomal RNA, partial sequence 


912029 911949 5 85 
ibosomal RNA, partial sequence 


gi 


922933 922865 16 84 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
924504 924436 16 84 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
969201 969121 5 85 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 

973880 973804 8 84 gi 
4 16S ribosomal RNA, complete sequence 
ydiales; Waddliaceae; Waddlia. 
1036471 1036383 16 104 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1101299 1101211 16 104 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
1102814 11027345 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


v 


gi 


Clostridiaceae; 
85 gi 


707255 70861 
ionibacter 


265678555 


riales; 
265678542 


755262 75674 
ococcineae 


265678541 

quence 

a; 
265678539 


759866 76120 


eriaceae; 
265678497 
sequence 
a; 
265678477 
quence 
ria; 


265678463 


872811 87416 
rkholderia 


265678454 
88470 
ales; 


265678453 
88624 


265678437 


910794 91228 
ococcineae 


265678430 


921679 92319 
Desulfoba 


265678429 
nce 92324 
acterales; 
265678398 
equence 

ae; 


265678395 
97261 


265678354 


1035238 10367 
alobactera 


265678309 


1100149 11015 
Clostridiu 


265678308 


1101592 11031 
ococcineae 


1133182 11331025 85 gi 


253680768 


ence 73794 
Ox 


Burkhol 


Burkhol 


Desul 


Micr 


ococcineae 


Actino: 


ineae; Propionib 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028846.1 
; Microbacteriac 
ref |NR_028845.1 
756798 758254 
deriales; Burkho 
ref |NR_028843.1 


Neisseria. 
ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref|NR_028780.1 

852834 854357 
fobacterales; De 


ref |NR_028766.1 


ceae; Cupriavidu 
ref|NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028739.1 
; Microbacteriac 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028731.1 
9 924771 Desulf 
Desulfobacterac 
ref|NR_028700.1 

967981 969477 
mycetales; Strep 


ref |NR_028697.1 
7 974173 Waddli 


ref|NR_028656.1 


; Herbaspiri 
NR_028611.1 


ceae 
ref 


mM. 


ref|/NR_028610.1 


; Microbacteriac 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Cupriavidus 
Cupriavidus 

lderiaceae; Cupriavidus. 
Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Desulforegula 
Desulforegula 
sulfobacteraceae; 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Ss. 
Rathayibacter caricis 

ibacter caricis 

obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Desulfofrigus fragile 
fragile Bacteria; 

fofrigus. 
Desulfofrigus 

ofrigus oceanense 

eae; Desulfofrigus. 

Kitasatospora 

Kitasatospora 

tomycineae; 


Waddlia chondrophila 
a chondrophila Bacteria; 


Herbaspirillum putei 


33 Herbaspirillum putei Bacteria; 


llum. 
Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 


ref|NR_028016.1 


Brevibacterium 


1131955 1133449 Brevibacterium sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


425026 Bacteria_16S 1146816 1146728 16 


104 


strain Ter6 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; 
425026 Bacteria_16S 
multipartita DSM 


1161934 11618545 


Burkholderiales; 


85 


gi 
aka 


gi 


44233 16S ribosomal RNA, partial sequence 


253680759 


228721225 


ref 


ref 


NR_028007.1 


NR_027604.1 


; Collimonas. 


Collimonas fungivorans 


45612 1147064 Collimonas fungivorans Bacteria; 
Oxalobacteraceae 


Nakamurella 


1160739 1162206 Nakamurella multipartita DSM 
ankineae; Nakamurellaceae; 


Dethiosulfovibrio 


Synergistaceae; 


Bordetella hinzii LMG 
13501 Bacteria; 


Haliangium ochraceum 


angiaceae; Haliangium. 
Luteococcus sanguinis 

occus sanguinis 

Propionibacteriaceae; 


Microbacterium 
7 Microbacterium 


Micrococcineae; 


Massilia timonae 


44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Fr 
Nakamurella. 

425026 Bacteria_16S 1172573 1172477 8 104 gi|228719312|ref|NR_027582.1 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; 
Dethiosulfovibrio. 

425026 Bacteria_16S 1193681 1193593 16 104 gi| 228715722 |ref|NR_027537.1 
13501 16S ribosomal RNA, complete sequence 1192457 1193978 Bordetella hinzii LMG 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
425026 Bacteria_16S 1210449 1210369 5 85 gi|228715350|ref|NR_027522.1 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Hali 
425026 Bacteria_16S 1219328 12192485 85 gi|219878368|ref|NR_025507.1 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteoc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Luteococcus. 

425026 Bacteria_16S 1234545 12344655 85 gi|219878266|ref|NR_025405.1 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 123481 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbacteriaceae; Microbacterium. 

425026 Bacteria_16S 1267654 1267566 16 104 gi|219846423|ref|NR_026014.1 


strain UR/MT95 16S ribosomal RNA, partial sequence 


1266430 12679 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae 


425026 Bacteria_16S 
strain LM 161 16S 


1300583 1300503 5 
ribosomal RNA, 


85 


complete sequence 


gi 


1299363 13008 


219846779 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterinea 


425026 Bacteria_16S 1338861 1338773 16 


metallidurans strain CH34 16S ribosomal RNA, 
Proteobacteria; 


metallidurans CH34 Bacteria; 
Cupriavidus. 


425026 Bacteria_16S 1349668 1349588 5 


104 


partial sequence 
Betaproteobacteria; 


85 


DSM 10542 16S ribosomal RNA, partial sequence 


Sanguibacter. 


425026 Bacteria_16S 1402315 14022355 


cynodontis JCM 9733 16S ribosomal RNA, partial sequence 


85 


gi 


gi 


1348448 13499 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


cynodontis Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Leifsonia. 
425026 Bacteria_16S 1405264 1405184 5 
strain SMP-10 16S 


425026 Bacteria_16S 1432756 1432680 8 


85 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; 


84 


gi 


1404010 14055 


gi 


228721484 


228720600 


228715351 


219857153 


224581434 


ref 


1337638 133913 
Burk 


ref 


42 Sanguibacter 
Micrococ 


ref 
1401111 1402554 Leifso 
Actinomycetale 


ref 
17 Haliangium tepidum Bacteria; 


Ha 


ref 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptos 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


425026 Bacteria_16S 1457151 1457063 16 
ruhlandii strain 
Bacteria; 
425026 Bacteria_16S 


piechaudii strain 


1472225 1472137 16 


425026 Bacteria_16S 
caeruleus subsp. 


1494956 1494876 5 


104 


104 


85 


gi 


gi 


EY3860 16S ribosomal RNA, partial sequence 
piechaudii Bacteria; Proteobacteria; Betaproteobacteria; 


gi 


caeruleus strain DSM 44103 16S ribosomal 


224581416 


224581405 


219846703 


ref 
EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcali 
ref 

1471041 147236 
; Burkholderia 
ref 
RNA, partia 


; Massilia. 
NR_026371.1 


e; Nocardioi 
NR_027607.1 


holderiales; 
NR_027595.1 
cineae; 
NR_027523.1 
s; Micrococc 
NR_024781.1 
liangiaceae; 
NR_027216.1 


NR_027197.1 


genaceae; Ac 
NR_027186.1 


les; Alcalig 
NR_026295.1 
1 sequence 


23 Massilia timonae Bacteria; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Cupriavidus 

0 Cupriavidus 
Burkholderiaceae; 


Sanguibacter keddieii 


keddieii DSM 10542 
Sanguibacteraceae; 


Leifsonia xyli subsp. 
nia xyli subsp. 
ineae; 


Haliangium tepidum 


Haliangium. 
Leptospirillum 
pirillum ferrooxidans 


Achromobacter 


hromobacter. 
Achromobacter 

1 Achromobacter 

enaceae; Achromobacter. 

Couchioplanes 

1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
425026 Bacteria_16S 
ayderensis strain 
Bacteria; 
425026 Bacteria_16S 
terrestris strain 


1555358 1555278 5 


1558258 1558178 5 


85 


85 


Micromonosporineae; Micromonosporaceae; 


gi 


ABO4 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


gi 


HKI 0186 16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
425026 Bacteria_16S 1559752 1559672 5 


85 


gi 


219857209 


219846193 


219846192 


gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


Couchioplane 
ref 
1554124 1555535 Anoxyb 


ref 
1557082 155852 


Actinomycetale 


ref 


Ss. 
NR_024837.1 


NR_025783.1 


s; Streptomy 


Anoxybacillus 
acillus ayderensis 


Kitasatospora 
5 Kitasatospora 
cineae; 


NR_025782.1 


Kitasatospora 


1558576 1560004 Kitasatospora 


Streptomy 


cineae; 


425026 Bacteria_16S 1562775 1562695 5 85 gi|219846143|ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

425026 Bacteria_16S 1567162 1567083 5 84 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

425026 Bacteria_16S 1623582 1623494 16 104 gi|219878461|ref|NR_025600.1] Sutterella 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial sequence 1622384 1623838 Sutterella 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Sutterella. 
425026 Bacteria_16S 1626578 1626498 5 85 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

425026 Bacteria_16S 1669316 1669220 8 104 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
425026 Bacteria_16S 1684483 1684415 16 84 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 1698284 1698204 5 85 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

425026 Bacteria_16S 1789241 1789161 5 85 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 

425026 Bacteria_16S 1806124 1806044 5 85 gi|219878332|ref|NR_025471.1| Oerskovia 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Oerskovia. 

425026 Bacteria_16S 1807662 1807582 5 85 gi|219878331|ref|NR_025470.1| Oerskovia jenensis 


strain DSM 46000 


425026 Bacteria_ 


flaccumfaciens pv 


Actinomycetales; 
425026 Bacteria_ 


herbarum strain P 
herbarum Bacteria 


Curtobacterium. 


16S ribosomal RNA, partial sequence 1806449 18079 


32 Oerskovia jenensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
16S 1812244 1812164 5 85 gi|219878328|ref|NR_025467.1| Curtobacterium 
- flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
Curtobacterium flaccumfaciens pv. flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcineae; Microbacteriaceae; Curtobacterium. 
16S 1821453 1821373 5 85 gi|219878322|ref|NR_025461.1| Curtobacterium 
420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
425026 Bacteria_16S 1822979 1822899 5 85 gi|219878321|ref|NR_025460.1| Agreia pratensis 


strain P 229/10 1 


Sterolibacterium. 


425026 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; 


Desulfomicrobium. 


425026 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; 


strain DSM 11334 
Proteobacteria; 


strain LMG 1945, 
Proteobacteria; 


G 


D 
425026 Bacteria_16S 


B 
425026 Bacteria_16S 


B 
425026 Bacteria_16S 


1836610 1836514 8 104 
ain Chol-1S 16S ribosomal RNA, 
teria; Proteobacteria; 


gi 
complet 
Betaproteobacte 


e 


1873237 18731415 101 
S ribosomal RNA, partial sequence 


gi 


1888684 1888588 5 101 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1894822 1894722 5 105 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


a; 


a; 


1896390 1896322 16 84 gi 
eltaproteobacteria; Desulfobacterales; 
1897932 1897844 16 104 gi 


etaproteobacteria; Burkholderiales; Al 
1899475 1899387 16 104 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1911077 1910981 8 104 gi 


6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 
denitrificans str 
denitrificans Bac 


oc 
219878311 


ri 


219878286 
1872026 18734 
ammaproteobacteria; Pseudomonadales; Mor 
425026 Bacteria_16S 
schindleri strain 
schindleri Bacter 
425026 Bacteria_16S 
norvegicum strain 
norvegicum Bacter 


219878273 
qu 


219878268 
eq 


219878267 
6S ribosomal RNA, partial sequence 1895145 18966 
D 
219878265 
16S ribosomal RNA, partial sequence 1896710 18982 
ca 
219878264 
nc 
ca 


crobacteriac 
NR_025450.1 
9 
c 


occineae; Mi 
sequence 
a; Rhodo ales; Rhodo 
ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref|NR_025412.1 
ence 1887472 188893 
Pseudomonadales; Moraxe 
ref|NR_025407.1 

1893578 189509 
vibrionales; Des 


axellace 


uence 
Desulfo 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025404.1 


esulfoba 


ligenaceae; Bordetella. 
ref|NR_025403.1 
81 1899753 Bracki 


ae; Brackiella. 


e 18982 
ligenace 


219878256 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Acinetobacter parvus 
parvus Bacteria; 

rs 

Acinetobacter 

7 Acinetobacter 
llaceae; Acinetobacter. 
Desulfomicrobium 

4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


ref |NR_025395.1 


Actinomyces 


marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


425026 Bacteria_16S 1912558 1912478 5 85 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

425026 Bacteria_16S 1914057 19139615 101 gi|219878253|ref|NR_025392.1| Acinetobacter ursingii 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 1912872 1914310 Acinetobacter ursingii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

425026 Bacteria_16S 1923305 1923217 16 104 gi| 219878246 |ref|NR_025385.1]| Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

425026 Bacteria_16S 1947723 1947635 16 104 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

425026 Bacteria_16S 1949278 1949198 5 85 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

425026 Bacteria_16S 1965972 1965884 16 104 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

425026 Bacteria_16S 1971773 1971685 16 104 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

425026 Bacteria_16S 1978018 1977918 5 105 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
425026 Bacteria_16S 2035962 2035882 5 85 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

425026 Bacteria_16S 2077461 20773815 85 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

425026 Bacteria_16S 2082131 20820515 85 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

425026 Bacteria_16S 2100347 21002675 85 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

425026 Bacteria_16S 2107952 2107856 5 101 gi|219878115|ref|NR_025254.1| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

425026 Bacteria_16S 2123161 2123073 16 104 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

425026 Bacteria_16S 2135255 21351755 85 gi|219857645|ref|NR_025234.1| Mycobacterium microti 
strain ATCC 19422 16S ribosomal RNA, partial sequence 2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 

425026 Bacteria_16S 2197349 2197253 7 103 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

425026 Bacteria_16S 2229097 22290175 85 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

425026 Bacteria_16S 2250407 2250319 15 103 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

425026 Bacteria_16S 2251932 2251844 15 103 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

425026 Bacteria_16S 2267385 22673055 85 gi|219857555|ref|NR_025143.1| Geobacillus toebii 


strain SK-1 16S r 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


425026 Bacteria_16S 


2266147 22676 


2275030 2274942 16 104 gi 


219857550 


ref 


57 Geobacillus toebii Bacteria; 


NR_025138.1 


Cupriavidus basilensis 


strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 


425026 Bacteria_ 
campinensis strai 
Proteob 


Bacteria; 


425026 Bacteria_ 
strain K265 16S r 


425026 Bacteria_ 
strain K300 16S r 


16S 2276564 2276476 16 104 gi| 219857549 
n WS2 16S ribosomal RNA, partial sequence 22753 
acteria; Betaproteobacteria; Burkholderiales; Bu 
16S 2361206 2361126 5 85 gi| 219857487 
ibosomal RNA, partial sequence 2360002 23614 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
16S 2362725 2362645 5 85 gi|219857486 
ibosomal RNA, partial sequence 2361525 23629 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
16S 2426820 2426724 6 102 gi| 219857441 


425026 Bacteria_ 


strain BD-87 16S 
Firmicutes; 


425026 Bacteria_ 
strain DSM 1105 1 
B 


Proteobacteria; 


425026 Bacteria_ 
strain Z 16S ribo 
Clost 


Clostridia; 


425026 Bacteria_ 
strain LMG 3413 1 
B 


Proteobacteria; 


425026 Bacteria_ 
strain O 16S ribo 


Bacil 


ribosomal RNA, partial sequence 
lales; Planococcaceae; 
16S 2437174 2437086 16 


Viridibacillus. 
104 gi 


etaproteobacteria; Burkholderiales; Bu 
16S 2515814 2515735 5 84 gi 


Caloramator. 
104 gi 


ridiales; 
16S 


Clostridiaceae; 
2532471 2532383 16 


etaproteobacteria; Burkholderiales; Bu 
16S 2577787 2577707 5 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


425026 Bacteria_ 
strain I 16S ribo 


16S 2579216 2579136 5 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


425026 Bacteria_ 
bendigoensis stra 
bendigoensis Bact 
Propionibacteriac 
425026 Bacteria_ 
nitrophenolicus s 
nitrophenolicus B 


Nocardioidaceae; 


425026 Bacteria_ 
strain ATCC 39419 
Bacteria; Actinob 


Kribbella. 


425026 Bacteria_ 
strain Pd55 16S r 
E 


Proteobacteria; 


425026 Bacteria_ 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


425026 Bacteria_ 
strain Al-3 16S r 


16S 2627017 2626937 5 85 gi 
in Benl06 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
eae; Tessaracoccus. 

16S 2657391 26573115 85 gi 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 
Nocardioides. 

16S 2660435 2660355 5 85 gi 

16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 
16S 2676903 2676835 16 84 
ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
16S 2718850 2718762 16 104 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


gi 


16S 2748758 2748678 5 85 


ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


425026 Bacteria_ 


16S 2796820 2796740 5 85 gi 


rectilineatus strain IFO 13941 16S ribosomal RNA, parti 
rectilineatus Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; Actinoplanes. 


425026 Bacteria_ 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 28 


16S 2799863 2799783 5 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


425026 Bacteria_ 


strain IFO 14915 


16S 2802907 2802827 5 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


425026 Bacteria_ 


strain IFO 12512 


16S 2804428 2804348 5 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


425026 Bacteria_ 
derwentensis stra 
derwentensis Bact 
Micromonosporacea 
425026 Bacteria_ 


16S 2805950 2805870 5 85 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

16S 2807472 2807392 5 


85 gi 


2747544 27 


16S ribosomal RNA, partial sequence 2801710 28 


16S ribosomal RNA, partial sequence 2803231 28 


2425586 24269 


219857430 


6S ribosomal RNA, partial sequence 2436004 24374 


rkholderia 
219857367 


somal RNA, partial sequence 2514611 2516064 Calor 


219857356 


6S ribosomal RNA, partial sequence 2531266 25327 


rkholderia 
219857283 


somal RNA, partial sequence 2576563 2577940 Cellu 


ococcineae 
219857282 


somal RNA, partial sequence 2577991 2579369 Cellu 


ococcineae 
219857247 
equence 

; Actinomy: 
219857219 
1 sequence 
dae; Actin 


219857217 
26592 
Prop 


ales; 


219857205 


2675717 26771 


tiliaceae; 
219857176 
al sequenc 
cteria; Bu 


219857155 
488 
ococcineae 
219857119 
al sequenc 
e; Actin 


219857117 
001 
omonospori 
219857115 
031 
omonospori 
219857114 
047 
omonospori 
219857113 
1 sequence 
; Actinomy: 


219857112 


omycet 


ref |NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025075.1 
> Mi 
ref 


crobacteriac 
NR_025074.1 
> Mi 
ref 


crobacteriac 
NR_025029.1 


ref |NR_025018.1 


; Cupriavidu 
NR_024955.1 


or coolhaasi 


ceae 
ref 
amat 


ref|NR_024944.1 


; Cupriavidu 
NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref |NR_024877.1 

2625807 262727 
cetales; Propion 


ceae 
ref 
lomo 
; Ce 
ref 
lomo 


ref|NR_024847.1 
2656189 265766 
omycetales; Prop 


ref |NR_024845.1 
38 2660707 Kribbe 
ionibacterineae 


, 


ref |NR_024833.1 
Lebetimonas. 
ref |NR_024804.1 
e 2717632 271910 
rkholderiales; 0 


ref|NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref|NR_024747.1 
e 2795622 279709 
ales; Micro 


ref|NR_024745.1 


Cupriavidus 

vidus campinensis 
Cupriavidus. 

Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


s. 
Cellulomonas iranensis 

s Bacteria; 

eae; Cellulomonas. 

Cellulomonas persica 

Bacteria; 

eae; Cellulomonas. 
Tessaracoccus 

1 Tessaracoccus 

ibacterineae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Kribbella sandramycini 
lla sandramycini 


Nocardioidaceae; 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


Arthrobacter russicus 


russicus Bacteria; 


; Arthrobacter. 


Actinoplanes 
4 Actinoplanes 


monosporineae; 


Actinoplanes lobatus 


36 Actinoplanes lobatus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 

ref|NR_024743.1| Actinoplanes humidus 

80 Actinoplanes humidus Bacteria; 

neae; Micromonosporaceae; Actinoplanes. 

ref|NR_024742.1| Actinoplanes digitatis 
digitatis Bacteria; 


01 Actinoplanes 
neae; Micromonosporaceae; Actinoplanes. 


ref|NR_024741.1 
2804752 280622 
cetales; Micromo 


ref |NR_024740.1 


consettensis stra 
consettensis Bact 


in IFO 14913 16S ribosomal RNA, partia 


1 sequence 
Actino: 


ceta 


2806275 28077 


4 
Micromo 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 


Micromonosporacea 
425026 Bacteria_ 


eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 
16S 2808994 2808914 5 


85 gi 


my 


’ 


219857111 


campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 


les; nosporineae; 


ref |NR_024739.1| Actinoplanes 
2807796 2809267 Actinoplanes 


campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


425026 Bacteria_ 
strain IFO 16238 


425026 Bacteria_ 
strain IFO 16235 


425026 Bacteria_ 
huttiense strain 


huttiense Bacteri 


Herbaspirillum. 
425026 Bacteria_ 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


425026 Bacteria_ 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


425026 Bacteria_ 
ochraceum strain 


ochraceum Bacteri 
Micromonosporacea 


425026 Bacteria_ 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


425026 Bacteria_ 


saperdae strain I 
saperdae Bacteria 


Microbacterium. 
425026 Bacteria_ 


luteolum strain I 
luteolum Bacteria 


Microbacterium. 


425026 Bacteria_16S 
flavithermus stra 
flavithermus Bact 
425026 Bacteria_16S 
strain 801 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 
multiseptatus str 
multiseptatus Bac 
Geodermatophilace 
425026 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 


Nocardioidaceae; 


425026 Bacteria_16S 


strain TAGA27 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


resistens strain 


resistens Bacteri 


Microbacterium. 


425026 Bacteria_16S 


strain DSM 44267 


lividum strain DS 
Bacteria; Proteob 


425026 Bacteria_16S 


agaricidamnosum s 
agaricidamnosum B 


Janthinobacterium. 
425026 Bacteria_16S 


strain DSM 11140 


425026 Bacteria_16S 


strain L2 16S rib 


16S 2839185 28391055 85 


gi 


16S 2840745 2840665 5 85 


gi 


16S 2868561 2868473 16 104 gi 
ATCC 14670 16S ribosomal RNA, partial 
a; Proteobacteria; Betaproteobacteria; 


16S 2891711 28916315 85 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

16S 2941775 2941695 5 85 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

16S 2943291 29432115 85 gi 
YU655-43 16S ribosomal RNA, partial se 


e; Virgisporangium. 

16S 2956894 2956814 5 85 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
; Microbacterium. 

16S 2958352 2958272 5 85 gi 
FO 15038 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
16S 2959813 2959733 5 85 gi 
FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


’ 


2999536 2999456 5 85 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3007190 3007110 5 85 gi 
bosomal RNA, partial sequence 


3011602 30115225 85 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 

3013160 3013080 5 85 gi 
n BC361 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3094761 3094681 5 85 
ribosomal RNA, partial sequence 


e; 


gi 


oc 
3115816 3115736 5 85 gi 
DMMZ 1710 16S ribosomal RNA, partial s 


3153444 31533645 85 


gi 
oc 
3221854 3221766 16 104 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3223373 3223285 16 104 gi 
train Wlr3 16S ribosomal RNA, partial 

acteria; Proteobacteria; Betaproteobac 


en 
ri 


se 
te 


3226354 32262745 85 


gi 


oc 


3268564 3268477 16 
osomal RNA, partial sequence 


104 gi 


oc 
219856897 
16S ribosomal RNA, partial sequence 2839520 28410 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


oc 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


quence 


219856862 
se 
Actinomyc 


quence 


219856829 
eq 
Actinomyc 


uence 


219856828 


qu 
a; Actinobacteria; Actinobacteridae; Act 


ence 


219856819 
ia 
ae 


1 sequ 
Acti 


’ 


219856818 
qu 
ti 


ence 
nomyce 


219856817 
qu 
ti 


ence 


219846924 
s 
ea 


equence 
e; 


uence 


219846915 
ue 
Actinomyc 


nce 


219846859 
3093562 30950 
occineae; 
219846845 
eq 
a; Actinobacteria; Actinobacteridae; Act 


uence 


219846820 
16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


ce 32206 
ales; 


quence 
ria; 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


occineae; 


occineae 
219856879 
se 


Burkholde 


inomycet 


en 
no 


ta 


nomyceta 


Anoxy 
219846919 
3005987 30074 
occineae 
219846916 
eq 
Actinomycet 


inomycet 


occineae 
219846773 


Ox 
219846772 


Bur 


occineae 
219846742 
3267345 3268825 Legionella lytica Bacteria; 


ref|NR_024717.1| Agromyces bracchium 
69 Agromyces bracchium Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 
Microbacteriaceae; Agromyces. 
NR_024698.1| Herbaspirillum 

45 Herbaspirillum 

es; Oxalobacteraceae; 
ref|NR_024681.1 
2890502 289195 
etales; Micromon 


Actinoplanes 
8 Actinoplanes 
osporineae; 


ref|NR_024648.1 
2940579 294204 
etales; Micromon 


Virgisporangium 
7 Virgisporangium 
osporineae; 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


Virgisporangium 
3 Virgisporangium 
porineae; 


’ 


ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micro 


Microbacterium 
4 Microbacterium 
coccineae; 


ref |NR_024637.1 
2957165 295857 
les; Micrococcin 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


ref |NR_024636.1 
2958622 296006 
les; Micrococcin 


ref|NR_026516.1 
2998293 299981 

bacillus. 

ref|NR_026511.1| Frigoribacterium faeni 

53 Frigoribacterium faeni Bacteria; 

; Microbacteriaceae; Frigoribacterium. 

ref|NR_026508.1| Modestobacter 

3010413 3011894 Modestobacter 

ales; Frankineae; 


Anoxybacillus 
6 Anoxybacillus 


ref|NR_026507.1 
3011945 301344 
etales; Propioni 


Marmoricola 
1 Marmoricola 
bacterineae; 


ref|NR_026451.1| Kocuria palustris 

28 Kocuria palustris Bacteria; 

3 Micrococcaceae; Kocuria. 

ref|NR_026437.1| Microbacterium 
3114620 3116080 Microbacterium 

ales; Micrococcineae; Microbacteriaceae; 

ref|NR_026412.1] Terracoccus luteus 

13 Terracoccus luteus Bacteria; 

; Intrasporangiaceae; Terracoccus. 

ref|NR_026365.1| Janthinobacterium 

51 3222119 Janthinobacterium lividum 

alobacteraceae; Janthinobacterium. 

ref|NR_026364.1| Janthinobacterium 
3222170 3223638 Janthinobacterium 

kholderiales; Oxalobacteraceae; 


ref|NR_026362.1| Janibacter limosus 
21 Janibacter limosus Bacteria; 

; Intrasporangiaceae; Janibacter. 
ref |NR_026334.1| Legionella lytica 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


425026 Bacteria_16S 


vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


vinaceum Bacteria; 


3324933 3324853 5 


Micromonosporaceae; Dactylosporangium. 


425026 Bacteria_16S 
roseum strain DSM 


Dactylosporangium. 
425026 Bacteria_16S 


matsuzakiense strain DSM 43810 16S ribosomal RNA, partial 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; 


3326460 33263805 


3327981 33279015 


Micromonosporaceae; Dactylosporangium. 


425026 Bacteria_16S 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 33282 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Dactylosporangium. 
425026 Bacteria_16S 
strain DSM 43151 


425026 Bacteria_16S 


brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; 


3329500 33294205 


3334052 33339725 


3335546 3335466 5 


Micromonosporaceae; Actinoplanes. 


425026 Bacteria_16S 


425026 Bacteria_16S 
strain DSM 43852 


425026 Bacteria_16S 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 34368 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


Bacteria; 
425026 Bacteria_16S 


DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acine 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


425026 Bacteria_16S 


strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 34412 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


425026 Bacteria_16S 


haemolyticus strain DSM 6962 16S ribosomal RNA, 


haemolyticus Bacteria; 
Acinetobacter. 
425026 Bacteria_16S 
baumannii strain 


425026 Bacteria_16S 


acetireducens strain DSM 10703 16S ribosomal RNA, partial 
acetireducens Bacteria; 


425026 Bacteria_16S 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


425026 Bacteria_16S 
strain DSM 43045 


425026 Bacteria_16S 
strain DSM 20145 


425026 Bacteria_16S 
testaceum strain 


Microbacterium. 
425026 Bacteria_16S 


2 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
425026 Bacteria_16S 
imperiale strain 


Microbacterium. 
425026 Bacteria_16S 


3350734 3350646 16 


3397891 3397811 5 


3438020 3437924 5 


3439530 34394345 


3441039 3440943 5 


3442549 3442453 5 
Proteobacteria; 


3444058 34439625 


DSM 30007 16S ribosomal RNA, 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 


3483637 3483569 16 


Firmicutes; 


3488334 3488254 5 


3504832 3504752 5 


3506359 3506279 5 


3507877 3507797 5 


3509398 35093185 


3510918 3510838 5 


3513966 3513886 5 


85 


85 


85 


85 


85 


85 


104 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 33510 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


85 


101 


gi 


gi 


43916 16S ribosomal RNA, partial sequence 33252 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


101 gi 


101 


101 


101 


gi 


gi 


complete 
Gammaproteobacteria; 


gi 


complete 


84 


Clostridia; 


85 


85 


85 


85 


85 


85 


85 


gi 


Clostridiales; 


gi 


gi 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


DSM 20166 16S ribosomal RNA, partial sequence 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


gi 


DSM 20530 16S ribosomal RNA, partial sequence 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


219846702 


219846701 
Micr 


219846700 
sequenc 


219846699 
Micr 


219846696 


219846695 
Actinomy 


219846684 


219846647 


219846618 


219846617 


219846616 


219846615 
sequence 
Pseud 


219846614 
sequence 


219846587 
sequenc 
cl 
219846584 


219846573 


219846572 


219846571 


19846570 
sequence 


219846569 


Actinomycetales; 


’ 


v 


v 


Actinomycetales; 


219846567 


ref 
3323723 3325198 Dactylosporangium 
les; Micromonosporineae; 
ref 
49 3326720 Dacty 
omonosporineae; 


ref 
e 3326771 3328239 Dactylosporangium 
Micromonosporineae; 


ref 
90 3329764 Dactylosporangium fulvum 
omonosporineae; 


ref 
00 Actinoplanes 
neae; 
ref 


cetales; 


ref 
15 Paucimonas lemoignei Bacteria; 
ceae; Paucimonas. 
ref 
51 Oerskovia enterophila Bacteria; 


ref 
03 3438261 Acinetobacter radioresistens 
oraxellaceae; 
ref 
tobacter lwoffii 
ae; Acinetobacter. 
ref 
80 Acinetobacter 
ae; 
ref 


omonadales; 
ref 
nadales; 
ref jl 
e 3482431 348393 
ostridiaceae; Cl 
ref 


02 Actinotalea fermentans Bacteria; 


ref 
04 Agromyces ramosus Bacteria; 


ref 
22 Microbacterium barkeri Bacteria; 


ales; 


ref 


ref 


ref 


NR_026294.1 


NR_026293.1 


NR_026292.1 


NR_026291.1 


NR_026288.1 


NR_026287.1 
3334351 333579 


NR_026276.1 


NR_026239.1 


Cellulomonadac 
NR_026210.1 


Ac 
NR_026209.1 


NR_026208.1 


Acinetobacte 
NR_026207.1 
3441331 344279 
Mora 


NR_026206.1 
3442841 344429 
Moraxel 
NR_026179.1 
NR_026176.1 


Cellulomonadac 
NR_026165.1 


Microbacteriac 
NR_026164.1 


Microbacteriac 


Micrococci 


NR_026162.1 
3508192 350966 
Microco 


NR_026161.1 
3509716 351118 
Micrococci 


Dactylosporangium 


Dactylosporangium 


losporangium roseum 


Micromonosporaceae; 


Dactylosporangium 


Dactylosporangium 
Micromonosporaceae; 


Actinoplanes regularis 


regularis Bacteria; 
Micromonosporaceae; Actinoplanes. 


Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Paucimonas lemoignei 


Oerskovia enterophila 


eae; Oerskovia. 
Acinetobacter 


inetobacter. 
Acinetobacter lwoffii 
Bacteria; 


Acinetobacter junii 
junii Bacteria; 

r. 

Acinetobacter 

0 Acinetobacter 
xellaceae; 


Acinetobacter 

9 Acinetobacter 

laceae; Acinetobacter. 
Clostridium 

2 Clostridium 

ostridium. 

Actinotalea fermentans 


eae; Actinotalea. 
Agromyces ramosus 


eae; Agromyces. 
Microbacterium barkeri 


eae; Microbacterium. 
Microbacterium 

1 Microbacterium 

neae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


NR_026159.1 


Rathayibacter rathayi 


strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 


425026 Bacteria_ 


strain DSM 7486 1 


strain DSM 20542 


strain DSM 20528 


Bacteria; 


strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 
auranticolor stra 
Bacteria; Actinob 


Actinoplanes. 


425026 Bacteria_16S 
philippinensis st 
philippinensis Ba 
Micromonosporacea 
425026 Bacteria_16S 
michiganensis sub 


16S 3515490 35154105 85 gi 


3517009 3516929 5 85 gi 


3518531 35184515 85 gi 


3628030 3627934 8 104 gi 
16S ribosomal RNA, complete sequence 

acteria; Betaproteobacteria; Neisseria 

3641875 3641795 5 85 gi 

ain M-13 16S ribosomal RNA, partial se 

teria; Actinobacteria; Actinobacterida 

Kitasatospora. 

3643407 36433275 85 gi 

n IFO 14789 16S ribosomal RNA, partial 

ria; Actinobacteria; Actinobacteridae; 

; Kitasatospora. 

3644939 3644859 5 85 

S ribosomal RNA, partial sequence 


e; 


v 


s 


’ 


gi 


Stre 
3713152 3713072 5 85 gi 
in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


3714613 3714533 5 85 gi 
rain P-15 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
e; Actinoplanes. 

3769636 3769556 5 85 gi 
species tessellarius strain 78181 16S 


ae 


ri 


oc 


oc 


oc 


le 


pt 


219846566 
6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


Ss; 


ence 


219846477 


equence 


Actinomyc 


219846476 
3643713 36451 
omycinea 
219846428 
ce 37119 
Micr 


es; 


219846427 
eq 


uence 


, 


219846385 


bosomal 


occineae; 
219846565 
16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


occineae 
219846564 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 
strain NCTC 83785 
Proteob 
425026 Bacteria_16S 
paracochleata str 
paracochleata Bac 
Streptomycetaceae 
425026 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 
425026 Bacteria_16S 


occineae 
219846487 
36267 
Neiss 
219846478 
qu 
Actinomycet 


Actino: 


ref|NR_026158.1 
54 Rathayibacter 
; Microbacteria 
ref|NR_026157.1 
> Mi 
ref 


crobacteria 
NR_026156.1 
; Microbacteria 
ref |NR_026079.1 
80 3628323 Neiss 
eriaceae; Neiss 
ref |NR_026070.1 

3640656 364213 
ales; 


ref |NR_026069.1 
3642181 364366 
etales; 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomycet 
ref|NR_026019.1 
82 3713392 Actin 
omonosporineae; 


ref|NR_026018.1 
3713443 371485 
mycetales; Micr 


ref 
RNA, 


NR_025976.1 
partial se 


Cc 


e 
e 


Strept 


a 


fo) 


fo} 


q 


Rathayibacter tritici 
tritici Bacteria; 
eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
c 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 
c 


eae; Curtobacterium. 
Neisseria gonorrhoeae 
ria gonorrhoeae 
ria. 
Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


425026 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; B 


425026 Bacteria_16S 


strain 34-P 16S r 
Proteobacteria; B 


425026 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


425026 Bacteria_16S 


aggregatus strain 
Bacteria; Actinob 
Blastococcus. 


425026 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


425026 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


425026 Bacteria_16S 


strain IAM 12670 


Proteobacteria; B 


425026 Bacteria_16S 


strain CM2104 16S 
Actinobacteria; A 


425026 Bacteria_16S 


strain 20-5 16S r 
Actinobacteria; A 


Cla 
gi 


Micrococcineae; Microbacteriaceae; vi 
3771179 3771091 16 104 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3795301 3795213 16 104 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
3807404 3807316 16 104 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3840847 3840767 5 85 gi 
B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


rk 


ma. 


s 
er 


ce 
al 


3889810 3889714 8 104 
ribosomal RNA, partial sequence 


gi 


425026 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum 


425026 Bacteria_16S 


bacter. 


219846384 
3769978 37714 
holderia 
219846367 
3794096 37955 
monadace 
219846358 


equence 
ia; 


es; 


219846302 
3888563 38900 


etaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
3918462 3918382 5 85 gi|219846282|ref|NR_025872.1 
rain YU 127-1 16S ribosomal RNA, partial sequence 3917267 391873 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
e; Spirilliplanes. 
3973889 3973801 16 104 gi| 219846243 |ref|NR_025833.1 
16S ribosomal RNA, partial sequence 3972687 39741 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
4012325 40122455 85 gi|219846215|ref|NR_025805.1 
ribosomal RNA, partial sequence 4011119 40125 
ctinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
4024432 40243525 85 gi| 219846207 |ref|NR_025797.1 
ibosomal RNA, partial sequence 4023267 40246 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
4027436 4027368 16 84 gi|219846205|ref|NR_025795.1 
in PF2803 16S ribosomal RNA, partial sequence 4026183 402770 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
4051699 4051619 5 85 gi| 219846186 |ref|NR_025776.1 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 
ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 


Burk 

219846335 

38396 
Fran 


ref|NR_025975.1 


; Ralstonia 
NR_025958.1 


ceae 
ref 


Polaromonas 
NR_025949.1 
3806174 380763 
holderiales; Alc 
ref|NR_025925.1 
32 3841072 Blasto 
kineae; Geoderma 


ae; 


ref |NR_025892.1 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Bordetella 

7 Bordetella 
aligenaceae; Bordetella. 
Blastococcus 

coccus aggregatus 
tophilaceae; 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Nocardioides 


4050504 405187 


7 Nocardioides 


425026 Bacteria_16S 


violaceinigra str 
violaceinigra Bac 


425026 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


425026 Bacteria_16S 


strain DSA1 16S r 


Actinobacteria; Actinoba 
425026 Bacteria_16S 


strain KMM 3637 1 


Actinobacteria; Actinoba 
425026 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


425026 Bacteria_16S 


aliphaticivorans 
aliphaticivorans 
Desulfatibacillum 


425026 Bacteria_16S 


strain LMG 5911 1 
Proteobacteria; B 


425026 Bacteria_16S 


insolitus strain 
insolitus Bacteri 


425026 Bacteria_16S 


strain LMG 5906 1 
Proteobacteria; B 


425026 Bacteria_16S 
osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 
425026 Bacteria_16S 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


strain G2 16S rib 
Firmicutes; Bacil 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


425026 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


425026 Bacteria_16S 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
425026 Bacteria_16S 
in B54 16S ribosomal RNA, 


F186 16S ribosoma 
Alphaproteobacter 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


425026 Bacteria_16S 


strain MB312 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
425026 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


425026 Bacteria_16S 
train DS-1 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


425026 Bacteria_16S 


strain PL7HG1 16S 
multivorans strai 
Bacteria; Firmicu 


micromati strain 
Bacteria; Bactero 


425026 Bacteria_16S 
n R-9106 16S ribosomal RNA, partial se 
Flavobacteria; 


degerlachei strai 
degerlachei Bacte 


tes; 
425026 Bacteria_16S 

R-9192 16S ribosomal RNA, partial sequ 
Flavobacteriale 


4060675 4060587 16 104 gi|219846180|ref|NR_025770.1]| Duganella 
ain YIM 31327 16S ribosomal RNA, partial sequence 4059499 4060937 Duganella 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
4095635 4095567 16 84 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
osomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 
4112087 4112007 5 85 gi|219846144|ref|NR_025734.1| Kribbella solani 
ibosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
cteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
4121181 41211015 85 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
6S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
cteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
4139531 4139455 6 82 gi|219846121|ref|NR_025711.1| Spiroplasma 
in EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4165885 4165817 16 84 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
4176542 4176454 16 104 gi|219846096|ref|NR_025686.1| Achromobacter spanius 
6S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
4178027 4177939 16 104 gi|219846095|ref|NR_025685.1| Achromobacter 
LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
a; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
4194869 4194781 16 104 gi|219846079|ref|NR_025669.1| Kerstersia gyiorum 
6S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 
4197870 41977905 85 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 


67854 67771 15 
155971 155872 5 
cteria; Firmicutes; 
255431 255340 15 
284069 283990 5 
eria; 


Proteobacteria; 


352522 352435 15 
ribosomal RNA, partial 


373330 373247 15 


382477 382390 15 


383990 383899 15 


396291 396196 7 


Bacillales; 
520754 520679 8 


idetes; Flavobacteria; 
522281 522206 8 


ria; Bacteroidetes; 


425026 Bacteria_16S 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 


720795 720712 15 


98 


104 


105 


254252 255652 Afipi 


84 


102 
sequence 


98 


102 


105 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
425026 Bacteria_16S 


102 


83 


83 


98 


4196627 41980 


gi 


gi 


rain Al 16S ribosomal RNA, partial seq 


Clostridia; Clostr 


gi 


gi 


complete seq 
Deltaproteobacte 


gi 
35 


gi 


rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


gi 


gi 


265679019 
sequence 
cteria; 


265678959 

uence 

idiales; 
265678892 


ipia. 
265678871 
uence 
ria; 


265678823 
1363 35277 
biaceae; 
265678806 
quence 
teria; 


265678800 
sequence 


cteria; 


265678799 


382807 38428 


gi 


n 28-1 16S ribosomal RNA, partial sequ 


Bacillaceae; Tenuibac 


gi 


gi 


gi 


Fla 


265678791 
ence 39505 
illus. 

265678705 
ence 51954 
S; 
265678704 
quence 


265678568 


Sp 


c 


Desul 


R 


Sph 


Rh 


rhizobiace 


Flavoba 


vobacteria 


08 Anoxybacillus 


ref |NR_029327.1 
66694 68135 
hingomonadales; 


ref |NR_029267.1 

154728 156242 
lostridiaceae; C 
ref |NR_029200.1 
a broomeae Bacte 


fobacterale 
ref 


NR_029128.1 


hodobium. 


ingo: 
ref 


izobiales; 


ref|NR_029104.1 
ae; Bradyrhizobi 
ref |NR_029096.1 
0 396528 Tenuib 


ref|NR_029010.1 
7 521026 Flavob 
cteriaceae; Flav 
ref|NR_029009.1 

521077 522551 
les; Flavobacter 
ref|NR_028872.1 


gonensis Bacteria; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Clostridium 

Clostridium 
lostridium. 

Afipia broomeae strain 
ria; Proteobacteria; 


Desulfobacter 
Desulfobacter 


sulfobacteraceae; 


Rhodobium orientis 


0 Rhodobium orientis Bacteria; 


Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Parvibaculum 
Parvibaculum 


obacteriaceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Tenuibacillus 
acillus multivorans 


Flavobacterium 
acterium micromati 
obacterium. 
Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 
Asticcacaulis 


719632 721036 


Asticcacaulis 


biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


Asticcacaulis. 


425026 Bacteria_ 
postgatei strain 
Bacteria; 
425026 Bacteria_ 


moraviensis strai 
Firmicu 


Bacteria; 
425026 Bacteria_ 
mexicanus strain 
Bacteria; 
425026 Bacteria_ 


yuanmingense stra 
yuanmingense Bact 


Bradyrhizobium. 
425026 Bacteria_ 


strain RE35F/1 16 
Proteobacteria; Alphaproteobacteria; 


425026 Bacteria_ 
subsp. 
socranskii subsp. 
425026 Bacteria_ 
strain 1480D 16S 
Firmicutes; 


Bacteria; 


strain YLM-32 16S 


425026 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
425026 Bacteria_16S 


strain HI 11/12 1 


Bacteria; Aquific 
425026 Bacteria_16S 
subsp. paredis st 


socranskii subsp. 


425026 Bacteria_16S 
subsp. buccale st 


socranskii subsp. 


425026 Bacteria_16S 
hamburgensis stra 
Proteob 
425026 Bacteria_16S 
strain S-3 16S ri 
Proteobacteria; Alphaproteobacteria; 
425026 Bacteria_16S 


Bacteria; 


phosphitoxidans s 


phosphitoxidans B 


Desulfotignum. 


425026 Bacteria_16S 
faecalis strain g 
Proteob 
425026 Bacteria_16S 
frigoris strain R 
Bactero 
425026 Bacteria_16S 


Bacteria; 


Bacteria; 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


425026 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


425026 Bacteria_16S 


entericus strain 
entericus Bacteri 


425026 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


425026 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 


Proteob 


Proteob 


socranskii 


Bacil 
425026 Bacteria_16S 
yabuuchiae strain 
Proteob 
425026 Bacteria_16S 


16S 779535 779456 5 84 gi 


16S 833133 833044 16 104 gi 


tes; 
16S 


Lactobacillales; 
858779 858700 5 


Enterococcaceae; 
84 gi 


16S 871000 870909 15 105 gi 


16S 908877 908791 15 101 


S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
16S 984438 984367 13 84 gi 
socranskii Bacteria; Spirochaetes; 
16S 1007588 1007493 7 102 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1068386 1068303 15 98 


gi 


gi 


acteria; Alphaproteobacteria; 


1077196 1077117 6 85 gi 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


n 330 16S ribosomal RNA, partial seque 
Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 


in B0O71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


strain D56BRIII6 16S ribosomal RNA, p 
Sp 


Al-18 16S ribosomal RNA, partial sequ 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


1075986 10774 


1078689 1078606 15 98 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1231545 1231454 7 98 gi 
6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1252510 1252439 13 84 gi 
paredis Bacteria; Spirochaetes; 
1254037 1253966 13 84 gi 
buccale Bacteria; Spirochaetes; Spiro 
1366039 1365948 15 105 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1414255 1414172 15 98 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 

1517400 15173215 84 gi 
train FiPS3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


1573194 1573103 15 105 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1628107 1628032 8 83 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1715046 1714979 16 83 gi 
M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; Sphingobacteria; Sphin 


1747069 1746994 8 83 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1765320 1765226 7 104 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1778789 1778694 7 102 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 


rain ATCC 35535 16S ribosomal RNA, par 
Spiro 


rain ATCC 35534 16S ribosomal RNA, par 


265678526 
ce 
acterales; 
265678491 
nce 


265678473 
ce 


265678465 
uence 
ria; 


265678439 


907717 90916 
Erythrobac 


265678388 


265678373 


1006359 10077 


265678332 
ence 10672 


Sphingomonadales; 


265678325 


ococcineae; 


265678324 
10775 


219878275 


complete sequence 1230306 12317 


rinis. 
219857241 


chaetales; 
219857240 


chaetales; 
228719040 
ence 13648 
les; 
224581449 


1413085 14145 
Sphingomon 


219873435 
sequence 
cteria; 


219857383 
15720 
les; 
219878458 
nce 16269 
S; 
219878398 
uence 

gobacteria 


219878376 
1 sequence 
Actinomyc 


219878361 
equence 

ococcaceae 
219878351 
1 sequence 
cillaceae; 


1956733 1956650 15 98 gi 
ibosomal RNA, partial sequence 
Sphingomonadales; 


219878224 


77827 


83188 
Enterococ 
85752 


ibrionales 


Rhizo 


artial seq 
irochaetal 


Sphingomon 


tial seque 


tial seque 


Brady 


De 


Brady 


Flavoba 


ref 


Des 
ref 


cus. 
ref 


; De 
ref 


bial 


ref 


ref 
uenc 
es; 

ref 


ref 


Sphi 
ref 


Ra 
ref 


adac 
ref 


ref 
nce 
Spi 
ref 
nce 
Spi 
ref 


rhiz 
ref 


adac 
ref 


sulf 
ref 


rhiz 
ref 


cter 
ref 


les; 
ref 
etal 
ref 


7 St 
ref 


Pae 


2 779794 Desul 


6 833394 Enter 


6 859025 Desul 


869838 87126 


0 Erythrobacter 
tera 


03 1068656 Sphin 


29 1078967 Sphin 


93 Thermocrinis 


67 1366328 Nitrob 


1516159 15175 


32 1573475 Rhodo 


01 1628368 Flavo 


1713828 17153 


1745863 17473 


1764167 17655 


1777548 17790 


NR_028830.1 
f 
ulfobacterac 

NR_028794.1 
° 


NR_028776.1 
£ 
sulfovibrion 
NR_028768.1 
3 
i 


es; Bradyrh 


NR_028741.1 


ceae; Erythr 
NR_028690.1 
e 983192 
Spirochaetac 
NR_028675.1 


NR_028634.1 
g 
ngomonadacea 
NR_028627.1 


robacteracea 
NR_028626.1 
g 
eae; Sphingo 
NR_025414.1 


NR_024869.1 
125128 
rochaetaceae 
NR_024868.1 
125281 
rochaetaceae 
NR_027578.1 


obiaceae; Ni 
NR_027233.1 


eae; Sphingo 
NR_025194.1 
9 


obacterales; 


NR_024971.1 
Pp 
obiaceae; Rh 
NR_025597.1 
b 
iaceae; Flav 
NR_025537.1 
2 
Sphingobact 
NR_025515.1 
0 
es; Streptos 
NR_025500.1 
0 
reptococcus. 
NR_025490.1 
5 
nibacillus. 


ref 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 

Enterococcus 
coccus moraviensis 


Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Treponema socranskii 
984718 Treponema 

eae; Treponema. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Thermocrinis albus 


albus DSM 14484 


Treponema socranskii 
9 1252767 Treponema 
Treponema. 

Treponema socranskii 
8 1254294 Treponema 
Treponema. 
Nitrobacter 

acter hamburgensis X14 
trobacter. 

Sphingobium cloacae 


v 


, 


01 Sphingobium cloacae Bacteria; 


bium. 

Desulfotignum 

6 Desulfotignum 
Desulfobacteraceae; 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Flavobacterium 
acterium frigoris 
obacterium. 
Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Streptococcus 
1 Streptococcus 


Paenibacillus 
6 Paenibacillus 


NR_025363.1 


Sphingo 


Sphingomonas pituitosa 


1955571 1957016 Sphingomonas pituitosa Bacteria; 
Sphingomonadaceae; 


monas . 


425026 Bacteria_16S 
anilini strain An 
Proteob 
425026 Bacteria_16S 


Bacteria; 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
425026 Bacteria_16S 


strain DSM 176 16 
Proteobacteria; 


strain SW-46 16S 


Proteobacteria; Alphapro 
425026 Bacteria_16S 


strain ALC-2 16S 


Proteobacteria; Alphapro 
425026 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


425026 Bacteria_16S 


xinjiangense stra 
xinjiangense Bact 


425026 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


425026 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


425026 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
425026 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
425026 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


425026 Bacteria_16S 


strain AN1 16S ri 


limicola strain §S 
Bacteria; Bactero 


425026 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


425026 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


425026 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


425026 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


425026 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


425026 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


425026 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


425026 Bacteria_16S 


G 
425026 Bacteria_16S 
burkinensis strai 
burkinensis Bacte 
425026 Bacteria_16S 


bosomal RNA, partial sequence 
rh 
2742951 2742876 8 83 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2824064 2823969 7 102 gi 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 
2860829 2860738 15 105 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2865448 2865365 15 98 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


ce 
S; 


ue 
ce 


ar 
ob 


s 
a; 


2885735 2885652 15 98 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

2919214 2919127 15 102 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


gi 
Sp 


eq 
er. 


3111222 3111132 12 102 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3112743 3112664 5 84 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 


eq 
tr 


ne 
ac 


2567339 25687 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
425026 Bacteria_16S 


izobiace 


219857159 


27417 
Flavoba 


219856908 


nce 


ae; Hydr 


219856884 


tial seq 
acteria; 


219856881 


equence 
Sphingo 


219856866 
2884576 28858 


hingomon 


219856844 


uence 
ia; Hydr 


219846848 


uence 
idiales; 


219846847 


e 31115 
terales; 


3209730 3209647 15 98 gi 


219846782 


ae; Nitrobacter. 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref|NR_024729.1 
2822817 282431 
ogenobacter. 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


ref |NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024663.1 

2918000 291946 
ogenophilales; H 


ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 


1979586 1979507 5 84 gi|219878209|ref|NR_025348.1| Desulfobacterium 
il 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
2016535 2016452 15 98 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Sphingomonadales; Sphingomonadaceae. 
2025442 2025363 16 94 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 
2049987 2049892 10 105 gi|219878159|ref|NR_025298.1| Anaeroarcus 
n DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
ria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 
2118602 2118516 15 101 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
teobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
2151880 2151794 15 101 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
teobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 
2180625 2180550 8 83 gi|219857613|ref|NR_025202.1| Flavobacterium 
AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
a; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
2182141 2182066 8 83 gi|219857612|ref|NR_025201.1| Flavobacterium 
in AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
eria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
2268971 2268892 5 84 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
osomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 
2302091 2302000 15 105 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 
2459916 2459833 15 98 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
2461408 2461325 15 98 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
2566998 2566903 10 105 gi|219857290|ref|NR_024921.1| Anaeromusa 
rain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
cteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 
2568493 2568402 15 105 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 


17 Nitrobacter alkalicus Bacteria; 


Flavobacterium 
acterium limicola 
obacterium. 
Hydrogenobacter 
3 Hydrogenobacter 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 


ref |NR_026374.1 


Sphingomonas mali 


strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 


Proteobacteria; A 


lphaproteobacteria; Sphingomonadales; 


Sphingomonadaceae; 


Sphingo 


monas . 


425026 Bacteria_16S 3211222 3211139 15 98 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

425026 Bacteria_16S 3262578 3262495 15 98 gi| 219846746 |ref|NR_026338.1| Sphingomonas trueperi 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

425026 Bacteria_16S 3312718 3312635 15 98 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

425026 Bacteria_16S 3597989 35979105 84 gi| 219846509 |ref|NR_026101.1]| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

425026 Bacteria_16S 3843920 3843845 8 83 gi|219846333|ref|NR_025923.1| Flavobacterium 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 3844177 Flavobacterium 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
425026 Bacteria_16S 3912711 3912620 15 105 gi|219846286|ref|NR_025876.1]| Agromonas 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
425026 Bacteria_16S 3995805 3995719 15 101 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

425026 Bacteria_16S 3998790 3998704 15 101 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

425026 Bacteria_16S 4188748 4188669 5 84 gi|219846084|ref|NR_025674.1| Brachyspira pilosicoli 
strain P43/6/78 16S ribosomal RNA, partial sequence 4187537 4188998 Brachyspira pilosicoli Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

425026 Bacteria_16S 4223566 4223475 15 105 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

425026 Bacteria_16S 110178 110100 7 85 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

425026 Bacteria_16S TL7993 217891 2 104 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

425026 Bacteria_16S 252479 252397 16 98 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

425026 Bacteria_16S 253954 253872 16 98 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

425026 Bacteria_16S 441185 441107 5 83 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

425026 Bacteria_16S 465600 465514 15 101 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

425026 Bacteria_16S 604183 604093 12 102 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 


Aquificae; Aquifi 


425026 Bacteria_16S 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


425026 Bacteria_16S 


strain CE2105 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseosp 
425026 Bacteria_16S 855641 855563 7 85 gi|265678475|ref|NR_028778.1 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Propionibacteriaceae; Propionibacterium. 

425026 Bacteria_16S 932109 932019 15 105 gi|265678424|ref|NR_028726.1 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiace 
425026 Bacteria_16S 1031848 1031770 7 85 gi| 265678357 |ref|NR_028659.1 


cales; Desulfurobacteriaceae; 


619504 619426 7 85 gi 


630054 629968 15 101 
ribosomal RNA, partial sequence 


gi 


Thermovi 


V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


brio. 

265678639 
ce 61837 
ales; Micr 


265678631 


628893 63029 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Micromonospora. 


ref |NR_028944.1 
1 619715 Microb 
ococcineae; Micr 


ref |NR_028936.1 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Propionibacterium 
Propionibacterium 
ionibacterineae; 


Clostridium 
932385 Clostridium 
ae; Clostridium. 


1030633 103211 


Micromonospora 
4 Micromonospora 


425026 Bacteria_16S 
strain LK2-10 16S 


Micromonospora. 
425026 Bacteria_16S 


lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 
1057785 1057695 15 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, parti 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; 


425026 Bacteria_16S 


Rhodopseudomonas. 
425026 Bacteria_16S 
strain D2-18 16S 
Firmicutes; Clostridia; 
425026 Bacteria_16S 

halophilum strain 


Microbacterium. 
425026 Bacteria_16S 
strain ES10.1 16S 


425026 Bacteria_16S 


witflariensis Bacteria; 
Sphingopyxis. 
425026 Bacteria_16S 
pacificum DSM 126 
DSM 12653 Bacteria; 
Carboxydibrachium. 
425026 Bacteria_16S 
strain Cal06 16S 


1048768 1048690 7 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


1050356 1050266 12 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 


1104373 1104295 7 
ribosomal RNA, 


Clostridiales; 


1113512 1113434 7 
76 16S 
Bacteria; Actinobacteria; 


1131649 11315717 
riboso 
Actinobacteria; Actinoba 


1195252 1195158 8 
53 16S ribosomal RNA, partial sequence 
Firmicutes; 


1217892 1217814 7 
ribosomal RNA, partial sequence 


partial sequence 
Clostridiales Family XIII. 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


mal RNA, partial sequence 
cteridae; Actinomycetales; 
1142259 1142173 15 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


Clostridia; 


85 gi| 265678346 


1047573 10490 


ref|NR_028648. 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


Micromonosporaceae; 
102 gi|265678345|ref|NR_028647.1| Balnearium 
1049100 1050580 Balnearium 
Balnearium. 
104 gi| 265678339 |ref|NR_028641.1| Rhodopseudomonas 


Rhizobiales; 


85 gi| 265678306 


1103152 11046 


ref|NR_028608. 


85 265678300 
11123 


Micrococ 


gi ref|NR_028601. 


85 gi| 253680769 |ref|NR_028017. 
1130448 1131904 Nocardiopsis 
Streptosporangineae; 
gi| 253680762 |ref|NR_028010. 
1 


Sphingomonadales; 


101 


102 228715634 
11940 


Thermoanaerobacterale 


gi ref|NR_027536. 


S; 


85 gi|219878473 


1216681 12181 


ref|NR_025612. 
48 Arthrobacter 


al sequence 1056603 10580 
Bradyrhizobiaceae; 


21 Mogibacterium 
Incertae Sedis; 


Nocardiop 


141076 11425 


87 Rhodopseudomonas 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Microbacterium 


07 1113789 Microbacterium halophilum 
cineae; Mic 


robacteriaceae; 


Nocardiopsis exhalans 

exhalans Bacteria; 

saceae; Nocardiopsis. 
Sphingopyxis 

7 Sphingopyxis 


b) 


Sphingomonadaceae; 


Carboxydibrachium 


29 1195514 Carboxydibrachium pacificum 
Thermoanaerobacteraceae; 


Arthrobacter bergerei 
bergerei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
425026 Bacteria_16S 1448159 1448081 7 85 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

425026 Bacteria_16S 1452572 1452494 7 85 gi|224581419|ref|NR_027200.1| Micromonospora 
endolithica strain AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

425026 Bacteria_16S 1461522 1461444 7 85 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

425026 Bacteria_16S 1464629 1464551 7 85 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 


strain HM-7 16S r 


Firmicutes; 


WM1 Bacteria; 


425026 Bacteria_16S 
afermentans subsp. 


Actinomycetales; 


425026 Bacteria_16S 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 
425026 Bacteria_16S 


strain DSM 12798 


Arthrobacter. 


425026 Bacteria_16S 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 


strain 16351 16S 
Firmicutes; 


Clostridia; 
425026 Bacteria_16S 

saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Firmicutes; 


Clostridia; 
425026 Bacteria_16S 
metallicus strain R2A 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 

Clostridiales; 
1491962 1491872 15 105 gi 
Clostridia; Clostridiales; 


1500991 1500889 2 104 gi 


Corynebacterineae; Corynebacteriaceae; 
1532574 1532496 7 85 gi 


1605526 1605448 7 85 gi 


1607067 1606989 7 85 gi 


1640187 1640109 7 85 
ribosomal RNA, partial sequence 


gi 


1670865 1670775 15 105 
ribosomal RNA, partial sequence 
Clostridiales; 


gi 


Clostridiaceae; 


1463419 14648 
Clostridiales Family XIII. 


Clostridiace 


afermentans strain CIP 103499 16S ribo 
Corynebacterium afermentans subsp. 


16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae 


ococcineae 


1638983 16404 
Streptosporangineae; 


1669639 16711 


219846902 
14907 


219846622 


219857427 


219878474 


219878472 


219878450 


219878428 


Clostridium. 


1744045 1743967 7 85 gi 


somal RNA, 
afermentans Bacteria; Actinobacteria; 
Corynebacterium. 


Actinomycetales; 


; Actinomycetales; 


73 Mogibacterium 
Incertae Sedis; Mogibacterium. 
ref|NR_026494.1| Clostridium 

49 1492247 Clostridium saccharolyticum 
ae; Clostridium. 
ref|NR_026214.1 
complete 


diversum Bacteria; 


Corynebacterium 
sequence 1499786 1501111 
Actinobacteridae; 
ref|NR_025015.1| Micromonospora 
1531359 1532864 Micromonospora 
Micromonosporineae; 


ref|NR_025613.1 
05 Arthrobacter 
3; Micrococcaceae; 
ref|NR_025611.1] Arthrobacter 

1605856 1607314 Arthrobacter 
Micrococcineae; Micrococcaceae; 


Arthrobacter mysorens 
mysorens Bacteria; 
Arthrobacter. 


Nocardiopsis aegyptia 
aegyptia Bacteria; 
Nocardiopsaceae; Nocardiopsis. 
ref|NR_025567.1| Clostridium bolteae 
36 Clostridium bolteae Bacteria; 


ref|NR_025589.1 
69 Nocardiopsis 


219878378 
17428 


ref|NR_025517.1| Nocardiopsis 
31 1744318 Nocardiopsis metallicus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 
425026 Bacteria_16S 


1771284 1771182 2 


104 


gi 


219878357 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 


felinum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


425026 Bacteria_16S 
strain SE3104 16S 


1852002 1851916 15 


101 


ribosomal RNA, partial sequence 


gi 


1850849 18521 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


425026 Bacteria_16S 
strain IMSNU 2200 


425026 Bacteria_16S 
strain CF-43 16S 


425026 Bacteria_16S 


jannaschiana strain ATCC 33883 16S ribosomal RNA, partial 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; 


425026 Bacteria_16S 
strain DSM 2665 1 


425026 Bacteria_16S 


xylanilyticus strain XE 16S ribosomal RNA, 
xylanilyticus Bacteria; 


425026 Bacteria_16S 
defragrans strain 
Bacteria; 
425026 Bacteria_16S 
pentaromativorans 
pentaromativorans 
Novosphingobium. 

425026 Bacteria_16S 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 


1867151 1867073 7 


1959839 1959761 7 


2013608 2013522 15 


2015068 2014982 15 


2071393 2071298 5 


Firmicutes; 


2074433 2074347 16 


2113994 2113908 15 


2329416 2329338 7 


Bacillales; 


85 


85 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


101 


101 


102 


102 


101 


85 


gi 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 


1958616 19601 


gi 


gi 


6S ribosomal RNA, partial sequence 2013915 20 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


gi 


complete sequence 
Paenibaci 


gi 


gi 


strain US6-1 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; 
425026 Bacteria_16S 
strain IL371 16S 
Tenericutes; Moll 
425026 Bacteria_16S 


Microbacterium. 


2390053 2389975 6 


2402129 24020517 


84 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


85 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219878301 


219878290 


219878222 


219878187 


219878186 


153 


219878143 


llaceae; 
219878141 


54Pin 16S ribosomal RNA, partial sequence 20732 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


219857659 


219857510 


219857467 


2388858 23902 


gi 


219857459 


kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 


Rhodospiri 


18659 
omonosporineae; 


sequence 2012455 20138 
Rhodobacterales; 


Alcaligenaceae; 


sequenc 


sequenc 
Actinomycetales; 


ref |NR_025496.1 
1770072 177148 


ref|NR_025440.1 
llaceae; 
ref|NR_025429.1 
35 1867442 Asanoa 
Micromonos 
ref |NR_025361.1 
16 Arthrobacter 
ref |NR_025326.1 
6 
Hyph 
ref |NR_025325.1 
Hyphomona 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref |NR_025280.1 
26 2074709 Castel 
Ca 
ref|NR_025248.1 
e 2112812 211429 
Sphingomonadales 


ref|NR_025098.1 
e 2328328 232964 
Micrococ 


ref|NR_025055.1 


ref|NR_025047.1 
2400924 240237 


kunsanensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; 


425026 Bacteria_16S 


Nocardiopsis. 


2452463 2452393 15 85 gi 


peptonophila strain KCTC 9740 16S ribosomal RNA, partia 


peptonophila Bacteria; 
425026 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 


strain SCH-89 16S 


Firmicutes; Bacillales; 
2512797 2512719 7 85 gi 
7 16S ribosomal RNA, partial sequence 


2537007 2536921 15 101 
ribosomal RNA, partial sequence 


gi 


1 


Thermoacti 
219857369 


Strept 


Actinomyc 


219857418 


sequence 
nomyceta 


25115 


osporang 
219857353 
2535834 25371 


etales; 


ref 


ref 


ineae; 
ref 


Strepto 


2451243 24527 


ceae; Seinonell 
NR_024957.1 
92 2513043 Nocard 
Nocardiop 
NR_024941.1 
42 Hyphomonas oceanitis Bacteria; 


NR_025006.1 


s 


4 


a. 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


425026 Bacteria_16S 
strain VP-6 16S r 


425026 Bacteria_16S 
strain VP-5 16S r 


425026 Bacteria_16S 
strain MHS-2 16S 


425026 Bacteria_16S 
strain MHS-3 16S 


425026 Bacteria_16S 


2538365 2538279 15 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


2539770 2539684 15 


ibosomal RNA, partial sequence 


2541100 2541014 15 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


2542505 2542419 15 


2565423 2565345 7 


101 


101 


101 


101 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


85 


gi 


Hyphomonadaceae; 


219857352 


2537193 25385 


gi 


219857351 


2538597 25399 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


gi 


219857350 


2539981 25412 


gi 


219857349 


2541332 25426 


gi 


acidaminophilum strain DSM 3953 16S ribosomal RNA, part 


acidaminophilum Bacteria; 


425026 Bacteria_16S 
methoxybenzovoran 
methoxybenzovoran 
425026 Bacteria_16S 


s Bacteria; 


Firmicutes; 
2573081 2572991 15 


Firmicutes; 
2724953 2724875 7 


Clostridia; 


105 


85 


219857291 


Clostridiales; 


gi 


s strain SR3 16S ribosomal RNA, partia 
Clostridia; 


cl 
gi 


219857286 
1 sequence 
ostridiale 
219857172 


ial sequence 2564201 25657 


Hyphomona 


ref|NR_024940.1 


ref|NR_024939.1 
Hyphomonas 
ref|NR_024938.1 
Hyphomonas 
ref|NR_024937.1 
Hyphomonas 
NR_024922.1 
0 


ref 


Eubacteriaceae; 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 


Ss. 


Streptosporangineae; Nocardiopsaceae; 


Corynebacterium 
6 Corynebacterium 


Corynebacterineae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
Roseospira. 


Asanoa ishikariensis 

ishikariensis Bacteria; 
poraceae; Asanoa. 

Arthrobacter albus 


albus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


yphomonadaceae; Ss. 


Thermobacillus 
8 Thermobacillus 


Castellaniella 
laniella defragrans 
stellaniella. 

Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Microbacterium 
4 Microbacterium 


cineae; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Seinonella 
3 Seinonella 


Nocardiopsis tropica 

iopsis tropica Bacteria; 

saceae; Nocardiopsis. 
Hyphomonas oceanitis 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 
Hyphomonas. 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
yphomonadaceae; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


Eubacterium 
8 Eubacterium 
Eubacterium. 
Clostridium 
7 Clostridium 
e; Clostridium. 


ref|NR_024800.1 


Longispora albida 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 


425026 Bacteria_16S 


strain JCM 9312 1 


2830096 2830018 7 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Catenuloplanes. 


425026 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


425026 Bacteria_16S 


strain IAM 14848 


2846893 2846815 7 85 gi 
7 16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
2900749 2900671 7 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


425026 Bacteria_16S 
somal RNA, partial sequence 3031628 3033115 Clost 


strain 7 16S ribo 
Clostridia; Clost 


425026 Bacteria_16S 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


425026 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


425026 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


425026 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


425026 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


425026 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


425026 Bacteria_16S 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


425026 Bacteria_16S 


strain DSM 40297 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 


strain DSM 43377 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


425026 Bacteria_16S 
somal RNA, partial sequence 3300930 3302411 Blaut 


strain B 16S ribo 
Clostridia; Clost 


425026 Bacteria_16S 


strain 1A-C 16S r 


3032844 3032754 15 105 gi 
ridiales; Clostridiaceae; Clostridium. 
3069192 30691147 85 gi 
train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteri 
Microbacterium. 

3103781 3103703 7 85 gi 
in HR1-2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Verrucosispora. 

3158171 3158081 15 105 gi 
DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3214232 3214130 2 104 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3215755 3215653 2 104 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


’ 


3241564 3241487 7 84 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3256576 3256498 7 85 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3258089 3258011 7 


gi 


85 gi 


Stre 


3259601 3259523 7 85 gi 


Stre 


3299094 3299004 15 105 gi 


strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3302134 3302044 15 105 gi 


ridiales; Blautia. 
3311289 33112095 85 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


425026 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


425026 Bacteria_16S 


DSM 803 16S ribos 


3323391 3323301 14 104 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 
3341585 3341507 7 
omal RNA, partial sequence 


85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


425026 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


425026 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


425026 Bacteria_16S 


coerulea DSM 4314 


3344631 3344553 7 85 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3347685 3347607 7 85 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3349211 33491337 85 gi 
3 16S ribosomal RNA, partial sequence 


219856904 


6S ribosomal RNA, partial sequence 2828900 28303 


omonospori 


219856893 
28456 
mily XIII. 
219856856 


16S ribosomal RNA, partial sequence 2899524 29010 
occineae; 


oc 
219846901 


219846876 
ial sequen 
dae; Actin 


219846853 
quence 

; Actinomy: 
219846817 
equence 

les; Lachn 
219846778 
tial seque 
dae; Actin 


219846777 
32145 
Cory 


ales; 


219846760 


3240430 32418 


Thermobrac 
219846750 
sequence 
Actinomyc 


219846749 


16S ribosomal RNA, partial sequence 3256883 32583 


ptosporang 
219846748 


16S ribosomal RNA, partial sequence 3258396 32598 


ptosporang 
219846722 
al sequenc 
stridiales 
219846720 


219846713 


3310081 33114 


ococcineae 
219846704 
al sequenc 
erobactera 


219846690 


3340376 3341852 Micro 


omonospori 


219846688 
33434 
ales; Micr 
219846686 
ce 33464 


ales; Micr 


219846685 


ref|NR_024725.1 


neae; Micromonos 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 
ref|NR_024675.1 
crobacteriac 
NR_026493.1 
um indolis B 


7 Mi 
ref 
ridi 


ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 
ref|NR_026445.1 
102586 310404 
cetales; Micromo 


Ww 


ref|NR_026409.1 

3156952 315844 
ospiraceae. 
ref |NR_026370.1 
nce 321302 
omycetales; Cory 


ref |NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 
ref |NR_026352.1 
hium. 
ref |NR_026342.1 

3255372 325683 
etales; Streptos 


ref |NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref|NR_026314.1 
e 3297885 329934 
; Blautia. 
ref |NR_026312.1 
ia schinkii Bact 


ref|NR_026305.1 


; Bogoriellaceae 
ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


v 


ref |NR_026280.1 
22 3344899 Micro 
omonosporineae; 


ref|NR_026278.1 
76 3347951 Micro: 
omonosporineae; 


ref|NR_026277.1 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 

Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Clostridium indolis 
acteria; Firmicutes; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Desulfotomaculum 
6 Desulfotomaculum 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Blautia 
2 Blautia 


Blautia schinkii 
eria; Firmicutes; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Micromonospora rosaria 
a Bacteria; 


poraceae; 


Micromonospora 


monospora inositola 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Micromonospora 


3348002 3349477 Micromonospora coerulea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


425026 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


425026 Bacteria_16S 


uratoxydans strai 
uratoxydans Bacte 
Arthrobacter. 


425026 Bacteria_16S 


strain DSM 20032 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


425026 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


425026 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


425026 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


425026 Bacteria_16S 


AS145 16S ribosom 
Alphaproteobacter 


425026 Bacteria_16S 


parapertussis str 
parapertussis Bac 


425026 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


425026 Bacteria_16S 


strain Q-1 16S ri 
Bacteroidetes; Ba 


425026 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


425026 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


425026 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


425026 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


425026 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


425026 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


425026 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


425026 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


425026 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


425026 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


3375208 3375118 16 105 gi 
ridia; Halanaerobiales; Halobacteroida 
3399416 3399338 7 85 gi 
n DSM 20647 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
3454883 3454805 7 


85 gi 


3459435 3459357 7 85 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3467045 3466967 7 85 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3552312 35522357 84 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3655576 3655494 16 98 gi 
ain Benl03 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


gi 


3789263 3789177 15 

al RNA, partial sequence 
ia; Rickettsiales; Anaplasmataceae; Eh 
3805880 3805802 26 104 gi 
ain 522 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
3862022 3861924 7 104 gi 
1 RNA, partial sequence 
Lactobacillaceae; 


101 gi 


Lactobacillus. 


425026 Bacteria_16S 


ceae; 


se 
Ac 


Ca 


se 
er 


ia; 
rl 


ue 
ri 


nce 
a; 


thalassicus strain SC 562 16S ribosomal RNA, partial sequence 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 
Oren 
219846646 
sequence 
Actinomyc 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


ococcineae 
219846603 
al sequenc 
e; Actinomycet 


219846598 
quence 
tinomyce 


219846542 
3551089 35526 
loramato 
219846468 
quence 

Rhod 


219846371 
3788062 3789489 Ehrli 
2CnLe. 

219846359 
Burkh 


219846321 
3860745 3862279 Lacto 


ref|NR_026259.1| Orenia marismortui 

76 Orenia marismortui Bacteria; 

ia. 

ref |NR_026238.1 
3398202 339968 

etales; Micrococ 


Arthrobacter 
5 Arthrobacter 
cineae; Micrococcaceae; 


ref|NR_026199.1| Kocuria kristinae 
36 Kocuria kristinae Bacteria; 

; Micrococcaceae; Kocuria. 
ref|NR_026195.1] Arthrobacter 

e 3458220 3459692 Arthrobacter 
ales; Micrococcineae; 


’ 


ref|NR_026190.1 
3465830 346730 
tales; Micrococc 


Arthrobacter 
1 Arthrobacter 
ineae; Micrococcaceae; 


ref|NR_026134.1| Caloramator indicus 

03 Caloramator indicus Bacteria; 

r. 

ref|NR_026060.1 
3654403 365582 

obacterales; Rho 


Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Ehrlichia muris strain 
ria; Proteobacteria; 


ref 
chia 


NR_025962.1 
muris Bacte 


NR_025950.1 
2 
riales; a 
NR_025911.1 
llus reuteri 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Lactobacillus reuteri 


baci Bacteria; Firmicutes; 


3863576 3863481 8 103 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
bosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
cteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

3997295 3997210 16 101 gi|219846227|ref|NR_025817.1| Erythrobacter 

SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 

4036666 4036581 16 101 gi|219846199|ref|NR_025789.1| Erythrobacter 
SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
acteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

4119620 4119542 5 83 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
bosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4136400 41363225 83 gi|219846123|ref|NR_025713.1| Spiroplasma 
rain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
cteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4137966 4137888 5 83 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 

ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4144228 41441505 83 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4150480 4150402 5 83 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4152046 4151968 5 83 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
ibosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4153474 41533965 83 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 

ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4156605 4156527 5 83 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4184181 4184111 15 85 gi|219846088|ref|NR_025678.1| Tepidibacter 


rs 


183005 4184408 Tepidibacter 


425026 Bacteria_16S 4217517 4217439 7 85 gi| 219846063 |ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

425026 Bacteria_16S 2746 2669 8 85 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

425026 Bacteria_16S 11561 11492 15 84 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

425026 Bacteria_16S 13150 13081 15 84 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

425026 Bacteria_16S 22345 22256 16 105 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

425026 Bacteria_16S 72388 72311 8 85 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

425026 Bacteria_16S 81242 81161 5 86 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

425026 Bacteria_16S 105708 105631 8 85 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
425026 Bacteria_16S 136256 136159 8 105 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

425026 Bacteria_16S 163525 163448 8 85 gi| 265678954 |ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

425026 Bacteria_16S 166708 166631 8 84 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 184884 184795 15 104 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 209570 209493 7 84 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 256904 256815 16 105 gi| 265678891 |ref|NR_029199.1| Burkholderia 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkholderia xenovorans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

425026 Bacteria_16S 267404 267319 16 101 gi|265678882|ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

425026 Bacteria_16S 314521 314444 7 84 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 320352 320263 15 104 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma 

425026 Bacteria_16S 321945 321848 5 102 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

425026 Bacteria_16S 390131 390054 8 85 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

425026 Bacteria_16S 399322 399245 8 85 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

425026 Bacteria_16S 407096 407019 8 85 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 


strain XILO8 16S 


ribosomal RNA, complete sequence 


405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanibacterium. 


425026 Bacteria_16S 408672 408579 12 105 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

425026 Bacteria_16S 421013 420936 8 85 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

425026 Bacteria_16S 461065 460988 8 85 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

425026 Bacteria_16S 470105 470028 8 85 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

425026 Bacteria_16S 510150 510053 7 104 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

425026 Bacteria_16S 523822 523745 8 85 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

425026 Bacteria_16S 537516 537447 15 84 gi|265678694|ref|NR_028999.1| Caminibacter profundus 


strain CR 16S rib 
Proteobacteria; E 
425026 Bacteria_16S 545124 545047 8 85 
IMMIB R-145 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
425026 Bacteria_16S 580004 579907 7 104 gi 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 

425026 Bacteria_16S 608671 608574 7 104 gi 
appendicis strain IMMIB R-3491 16S ribosomal RNA, parti 
appendicis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

425026 Bacteria_16S 620951 620882 15 84 gi 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partia 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteo 
425026 Bacteria_16S 642304 642227 8 85 gi 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial 
lacusekhoensis Bacteria; Actinobacteria; Actinobacterid 
Micrococcaceae; Nesterenkonia. 

425026 Bacteria_16S 706994 706905 15 104 
strain 111-35 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
425026 Bacteria_16S 774821 774744 8 85 
strain YIM90005 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
425026 Bacteria_16S 777947 777870 8 85 gi 
paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteri 
Gordoniaceae; Gordonia. 

425026 Bacteria_16S 782579 782502 8 85 gi 
cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteri 
Promicromonosporaceae; Xylanimonas. 

425026 Bacteria_16S 837632 837555 8 
strain S1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
425026 Bacteria_16S 857207 857118 15 104 gi 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobaci 
425026 Bacteria_16S 861838 861761 8 85 gi 
strain K24 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


osomal RNA, partial sequence 


gi 


gi 


gi 


85 gi 


536318 53780 
psilonproteobacteria; Nautiliales; Nau 


543951 54542 


6S ribosomal RNA, partial sequence 773630 77513 


836449 83791 


860647 86213 


tiliaceae; 
265678689 


donocardin 
265678528 
sequence 
dae; Actin 


265678524 
sequence 
dae; Actin 


265678488 


nebacterin 
265678474 
sequence 

llales; Le 
265678471 


donocardin 


425026 Bacteria_16S 905856 905779 8 85 gi 


omyc 


omyc 


ucon 


eae; 


2 Caminibacter 
Caminibacter. 
ref|NR_028994.1 


eae; Pseudonocar 
ref|NR_028832.1 

776745 778221 
etales; Cory 


ref |NR_028828.1 

781358 782875 
etales; Micr 
ref|NR_028791.1 
Nocardiacea 
ref|NR_028777.1 

855982 857475 
ostoc. 
ref|NR_028774.1 
0 Amycolatopsis 
Pseudonocar 


265678441 


profundus Bacteria; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


nebacterineae; Nocardiaceae; Nocardia. 

265678666|ref|NR_028971.1| Corynebacterium 

sequence 578821 580286 Corynebacterium 

inomycetales; Corynebacterineae; 

265678646 |ref|NR_028951.1| Corynebacterium 

al sequence 607486 608955 Corynebacterium 

Actinomycetales; Corynebacterineae; 

265678638 |ref|NR_028943.1| Caminibacter 

1 sequence 619766 621178 Caminibacter 

bacteria; Nautiliales; Nautiliaceae; Caminibacter. 

265678623|ref|NR_028928.1| Nesterenkonia 

sequence 641107 642573 Nesterenkonia 

ae; Actinomycetales; Micrococcineae; 

265678578 |ref|NR_028883.1| Dorea longicatena 
705889 707204 Dorea longicatena Bacteria; 

Dorea. 

265678530|ref|NR_028834.1| Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Gordonia 

Gordonia 
nebacterineae; 


Xylanimonas 
Xylanimonas 


ococcineae; 


Nocardia fluminea 


0 Nocardia fluminea Bacteria; 
eae; 


e; Nocardia. 
Leuconostoc 
Leuconostoc 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 


ref|NR_028743.1 


Thermoanaerobacter 


siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacter. 


425026 Bacteria_16S 


strain IEGM 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 


strain Y9 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


425026 Bacteria_16S 


strain IFM 10035 


strain IFM 0784 1 


918256 918179 8 85 
ibosomal RNA, partial sequence 


gi 


Cory 
919821 919744 8 85 gi 
ibosomal RNA, partial sequence 
Cory 
964607 964530 8 gi 
osomal RNA, partial sequence 


85 


Cory 
1034980 1034891 16 105 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1039535 1039458 8 85 gi 


1041044 1040967 8 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


425026 Bacteria_16S 


strain IFM 0575 1 


1042582 1042505 8 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


425026 Bacteria_16S 


strain IFM 10084 
Actinobacteria; A 


425026 Bacteria_16S 


strain YZ-96 16S 
Actinobacteria; A 


425026 Bacteria_16S 


strain IFM 0245 1 
Actinobacteria; A 


425026 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


425026 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


425026 Bacteria_16S 


strain DF-32 16S 
Actinobacteria; A 
Microbispora. 


425026 Bacteria_16S 


strain IMMIB R-14 
Actinobacteria; A 


425026 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


425026 Bacteria_16S 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


425026 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 


425026 Bacteria_16S 


YIM 30243 16S rib 
Actinobacteria; A 


1044142 1044065 8 85 gi 
ctinobacteridae; Actinomycetales; Cory 
1045698 1045621 8 85 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 


1053274 1053197 8 85 gi 


ctinobacteridae; Actinomycetales; Cory 
1063931 1063854 8 85 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1075818 1075741 8 85 gi 
ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
dococcus. 

1108963 1108886 8 85 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 
Stre 


1148314 1148237 8 85 gi 
34 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1184647 1184558 15 104 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 

1226911 1226834 8 85 gi 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1314319 1314242 8 85 gi 
ockii strain HTD4 16S ribosomal RNA, 


Thermo 
gi 


rales; Thermoanaerobacteraceae; 
1326683 1326606 8 85 
osomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Cory 


425026 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


425026 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


425026 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


425026 Bacteria_16S 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 


1340339 1340254 16 101 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1360129 1360040 16 

ain E264 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 
udomallei group. 

1409740 1409651 15 104 

ribosomal RNA, partial sequence 
ridia; Clostridiales; 
1449659 1449582 8 


105 gi 
partial se 
Betaproteo 


gi 


Clostridiaceae; 
85 gi 


265678433 


917039 91855 
nebacterin 


265678432 


918602 92011 
nebacterin 


265678402 


963457 96488 
nebacterin 


265678355 
10337 
urinibacil 

265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
425026 Bacteria_16S 


265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
nebacterin 


265678350 


6S ribosomal RNA, partial sequence 1041385 10428 
nebacterin 


265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


nebacterin 
265678348 


1044481 10459 


nebacterin 
265678342 


6S ribosomal RNA, partial sequence 1052113 10535 


nebacterin 
265678335 
uence 
acillaceae 
265678327 
uence 


265678303 


1107766 11092 


ptosporang 


253680758 

11471 
nebacterin 
228717037 
ce 11834 
Ruminococc 
219878300 
ce 12257 
ales; Micr 


228718892 
partial se 


anaerobact 
219846136 


1325499 13269 


nebacterin 

228721340 
sequence 

oteobacter 


228720024 
quence 


bacteria; 


224581401 


1408524 14099 


Clostridiu 
224581421 
14484 


nebacterin 


e; Actinomycet 


ref |NR_028735.1| Gordonia amicalis 
1 Gordonia amicalis Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028704.1| Nocardia cerradoensis 
2 Nocardia cerradoensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028657.1| Aneurinibacillus 
71 1035187 Aneurinibacillus danicus 
lus group; Aneurinibacillus. 
ref|NR_028654.1| Nocardia arthritidis 
31 Nocardia arthritidis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref |NR_028653.1| Nocardia pneumoniae 
34 Nocardia pneumoniae Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 
83 Nocardia araoensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028651.1| Nocardia higoensis 
30 Nocardia higoensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028650.1| Nocardia shimofusensis 
88 Nocardia shimofusensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028644.1| Nocardia asiatica 
15 Nocardia asiatica Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref |NR_028637.1| Alicyclobacillus 
1062699 1064231 Alicyclobacillus 
; Alicyclobacillus. 
ref |NR_028629.1| Rhodococcus 
1074605 1075935 Rhodococcus 
ales; Corynebacterineae; 


ref|NR_028605.1 
07 Microbispora 
ineae; Streptos 


Microbispora corallina 
corallina Bacteria; 
porangiaceae; 


ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref |NR_025439.1| Isoptericola 

22 1227193 Isoptericola variabilis 
ococcineae; Promicromonosporaceae; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 
Anaerotruncus 
truncus colihominis DSM 
ncus. 


Thermoanaerobacter 
4 1314606 


ref 
quen 


NR_027577.1 
ce 131309 


er. 
ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_027605.1 

1339181 134062 
Rhodospirill 


Nocardia alba strain 
Bacteria; 
e; Nocardia. 
Magnetospirillum 
3 Magnetospirillum 
ia; ales; Rhodospirillaceae; 
Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


ref|NR_027587.1 
1358923 136041 
Burkholderiales; 


ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 

m. 
ref|NR_027202.1| Promicromonospora 
60 1449852 Promicromonospora aerolata 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Promicromonospora 


425026 Bacteria_ 


16S 1499475 1499386 15 104 gi|2 


19846656 


ref|NR_026248.1 


Catonella morbi ATCC 


51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

425026 Bacteria_16S 1506816 1506739 8 85 gi|219846365|ref|NR_025956.1| Thermoanerobacter 

brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

425026 Bacteria_16S 1518845 1518756 15 104 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 


strain PC18 16S r 
Clost 


Firmicutes; 
425026 Bacteria_ 


strain PC80 16S r 
Clost 


Firmicutes; 
425026 Bacteria_ 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


425026 Bacteria_ 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


425026 Bacteria_ 


picturae strain L 
picturae Bacteria 


Brevibacterium. 
425026 Bacteria_ 


strain R-13291 16 
G 


Proteobacteria; 
425026 Bacteria_ 


strain R-10289 16 
G 


Proteobacteria; 
425026 Bacteria_ 


vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 


425026 Bacteria_ 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


425026 Bacteria_ 


keratiniphila sub 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
16S 1520358 1520269 15 104 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
16S 1521861 1521784 8 85 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 

16S 1564164 1564087 8 85 gi 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

16S 1603987 1603910 8 85 gi 
MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


’ 


, 


16S 1653945 1653856 16 105 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
16S 1655492 1655403 16 105 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
16S 1673806 1673729 8 85 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

16S 1675329 1675252 8 85 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

16S 1676828 1676751 8 85 gi 
sp. nogabecina strain DSM 44586 16S ri 


gi 


1517647 15191 
espellia 
219857617 
1519166 15206 
H 


H 


ia 
ae 


219846103 
ta. 


219878475 


qu 
ti 


219878439 
1652728 16542 
thomonad 
219878438 
1654275 16557 
an 
219878426 
al 
ae 


an 


219878425 
s 
Actinomyc 


219878424 
bo 


, 


al seque 


ence 


thomonad 


sequenc 
Actino: 


, 


equence 


somal RN. 


Actinomy 


nomyceta 


ref |NR_025206.1 


ref|NR_025199.1 
ce 1520665 15221 
mycetales; Cory 


ref 
nce 
ceta 


NR_025693.1 
15629 

les; Pseudo 
ref|NR_025614.1 
1602772 16042 
les; Micrococci 
ref|NR_025578.1 
acea 
ref 


e; Thermomo 
NR_025577.1 


aceae; Thermomo 
ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseu 


ref|NR_025564.1 
1674127 167557 
etales; 


ref 
A, Pp 


NR_025563.1 


5 
n 


6 
n 


6 
n 


d 


Pseudono 


artial seque 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 
espellia. 
219857610 
1 sequen 
Actino: 


Nocardia 
6 Nocardia 
ebacterineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Brevibacterium 
4 Brevibacterium 


eae; Brevibacteriaceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 
n 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 
n 


as. 
Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 


nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
425026 Bacteria_ 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


425026 Bacteria_ 
strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 
425026 Bacteria_ 


strain Kb2 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


425026 Bacteria_ 


molinativorax str 
molinativorax Bac 
Microbacteriaceae 
425026 Bacteria_16S 
haemolytica strai 
haemolytica Bacte 


Thermomonas. 


425026 Bacteria_16S 
humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 
425026 Bacteria_16S 


strain CCUG 41709 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
425026 Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; 
16S 1678345 1678268 8 85 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

16S 1679866 1679789 8 85 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
16S 1810712 1810635 8 85 
bosomal RNA, partial sequence 


gi 


16S 1835108 1835031 8 85 gi 
ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Gulosibacter. 

1850516 1850427 16 105 gi 
n A50-7-3 16S ribosomal RNA, partial s 


ria; Proteobacteria; Gammaproteobacter 


e; 


’ 


1900990 1900913 8 85 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 

1908094 1908017 8 85 gi 
16S ribosomal RNA, partial sequence 


1926391 1926314 8 85 gi 


Amycolato 
219878423 

s 
Actinomyc 


219878422 
al 


219878329 
1809512 18109 
ne 
219878312 
ue 


219878302 
eq 
ia 


219878263 
se 
Ac 
219878258 


no: 


equence 


16786 


es; Pseu 


bacterin 


nce 


Actinom 


uence 
Xantho: 


, 


quence 
tinomyce 


19068 


mycineae; 


219878244 


mona 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudon 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 
ref|NR_025468.1 
eae; Gordoniacea 
ref|NR_025451.1 


1833888 183531 
ycetales; Microc 


ref|NR_025441.1 
1849299 185079 
dales; Xanth 


ref |NR_025402.1 
1899804 190110 
tales; Micrococc 


ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 


ref|NR_025383.1 


Oo 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 


seudonocardiaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Gulosibacter 
7 Gulosibacter 
occineae; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Amycolatopsis 


albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


425026 Bacteria_16S 
radicidentis stra 
radicidentis Bact 
Actinomycetaceae; Actinomyces. 

425026 Bacteria_16S 1955327 1955250 8 
urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; Actinomyces. 

425026 Bacteria_16S 2051542 2051453 16 
strain DSM 5192 1 
Firmicutes; Clostridia; 
425026 Bacteria_16S 2079019 2078942 8 
granulosum strain 
granulosum Bacter 
Propionibacteriaceae; Propionibacterium. 
425026 Bacteria_16S 2088272 2088183 16 
thermolithotrophu: 
thermolithotrophu: 
425026 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 
425026 Bacteria_16S 
palatopharyngis s 
palatopharyngis Bacteria; 
Pseudonocardiaceae; Amycolatopsis. 
425026 Bacteria_16S 2150385 2150308 8 
strain YIM 90001 16S rib 
Actinobacteria; Actinoba 
425026 Bacteria_16S 
strain F829 16S r 


1932592 1932515 8 


2094276 2094187 16 
cteria; Proteobacteria; 


2139814 2139737 8 
train 1Bdz 16S 


2162344 2162267 8 
ibosoma 


in CCUG 36733 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


DSM 20700 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; 


rain SGM-6 16S ribosomal RNA, partial 


ribosomal RNA, partial 
Actinobacteria; 


osomal RNA, partial sequence 2149165 21506 
cteridae; Actinomycetales; Pseu 


1 RNA, partial sequence 


85 219878240 


al 


’ 


gi 


85 219878225 


al 


v 


gi 


105 gi| 219878158 


6S ribosomal RNA, partial sequence 2050314 20518 
Clostridiales; Veillonellaceae; 


85 219878137 


sequence 


gi 


105 219878131 
1 
su 
219878126 
sequence 


teria; 


gi 


De 


105 gi 


Gammaproteobac 


85 219857642 
sequence 


dae; 


gi 
Actinobacteri 


85 gi| 219857635 
do 
gi| 219857627 


2161153 21625 


85 


sequenc 
Actinomy 


sequenc 
Actinomy 


Anaerosin 


Actinomyce 


sequence 


lfurobac 


Xan 


Actin 


nocardin 


ref|NR_025379.1 
e 1931360 19327 
cetales; Actino 


ref |NR_025364.1 
e 1954098 19555 
cetales; Actino 
ref|NR_025297.1 
us. 
ref|NR_025276.1 


2077807 20793 
tales; Propioni 


ref|NR_025270.1 
2087053 20884 
teriaceae; Desu 
ref|NR_025265.1 
2093069 209454 
thomonadales; X 


ref|NR_025231.1 

2138615 214004 
omycetales; Pse 
ref|NR_025224.1 


Pseudonoca 
NR_025216.1 


eae; 
ref 


6 
mycineae; 


2 
mycineae; 


2 
b 


9 
ni 


a 


u 


Actinomyces 
0 Actinomyces 


Actinomyces 
0 Actinomyces 


Anaerosinus glycerini 


24 Anaerosinus glycerini Bacteria; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Thermomonas 
6 Thermomonas 
nthomonadaceae; 


Amycolatopsis 
1 Amycolatopsis 


donocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
x 


diaceae; Prauserella. 
Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
425026 Bacteria_16S 2166985 2166908 8 85 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

425026 Bacteria_16S 2174565 2174488 8 85 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

425026 Bacteria_16S 2177669 2177580 15 104 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 


strain IH003 16S 


ribosomal RNA, partial sequence 


2176454 21779 


27 Leuconostoc inhae Bacteria; 


Firmicutes; Lactobacillales; Leuconostoc. 

425026 Bacteria_16S 2233642 2233565 8 85 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

425026 Bacteria_16S 2334004 2333927 8 85 gi|219857507|ref|NR_025095.1]| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

425026 Bacteria_16S 2383938 2383861 8 85 gi|219857471|ref|NR_025059.1| Nocardia abscessus 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocardia abscessus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

425026 Bacteria_16S 2419140 2419051 15 104 gi|219857447|ref|NR_025035.1| Leuconostoc gelidum 


strain DSM5578 16 
Firmicutes; Lactobacillales; Leuconostoc. 
425026 Bacteria_16S 2420695 2420606 15 

strain IH25 16S r 
Firmicutes; Lactobacillales; Leuconostoc. 
425026 Bacteria_16S 2438714 2438637 8 

strain AS4.1521 1 


425026 Bacteria_16S 2514288 2514211 8 
pachnodae strain VPCX2 16S ribosomal RNA, 
Bacteria; Actinob 
Xylanimicrobium. 
425026 Bacteria_16S 
strain A3.12 16S 
Proteobacteria; D 
425026 Bacteria_16S 


2534009 2533940 15 


2610025 2609948 8 


S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


acteria; Actinobacteridae; Actinomycet 


ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 


2417916 24194 
104 gi| 219857446 
2419471 24209 
85 


gi|219857429 


ref |NR_025034.1 


ref|NR_025017.1 
eae; Nocardiacea 
ref |NR_024956.1 
94 2514560 Xylani 
ococcineae; Prom 


ref|NR_024943.1 


oracaceae; Pered 


nebacterin 

85 gi| 219857368 
partial sequence 25130 
ales; Micr 

84 gi| 219857355 
2532800 25342 

Bacteriov 

85 gi| 219857259 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Xylanimicrobium 
microbium pachnodae 
icromonosporaceae; 


Peredibacter starrii 


56 Peredibacter starrii Bacteria; 


ibacter. 


ref|NR_024890.1 
2608828 261032 


Amycolatopsis 
2 Amycolatopsis 


425026 Bacteria_16S 2611598 2611521 8 85 gi| 219857258 |ref|NR_024889.1 
strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 26118 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
425026 Bacteria_16S 2613125 2613048 8 85 gi|219857257|ref|NR_024888.1 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
425026 Bacteria_16S 2642273 2642204 15 84 gi|219857230|ref|NR_024858.1 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
425026 Bacteria_16S 2655872 2655775 7 104 gi|219857221|ref|NR_024849.1 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 265613 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

425026 Bacteria_16S 2667774 2667697 8 85 gi|219857212|ref|NR_024840.1 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharopolyspora. 

425026 Bacteria_16S 2670832 2670755 8 85 gi|219857210|ref|NR_024838.1 


strain JCM 3151 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microbispora. 

425026 Bacteria_16S 2678394 2678317 8 85 gi|219857204|ref|NR_024832.1 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 26786 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
425026 Bacteria_16S 2688893 2688816 8 85 gi|219857197|ref|NR_024825.1 
strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 26891 


6S ribosomal RNA, partial sequence 2669632 26710 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 

diaceae; Amycolatopsis. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Corynebacterium 

8 Corynebacterium 

terineae; 


Saccharopolyspora 
ropolyspora taberi 


seudonocardiaceae; 


Microbispora mesophila 


87 Microbispora mesophila Bacteria; 


orangiaceae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

425026 Bacteria_16S 2693361 2693284 8 85 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

425026 Bacteria_16S 2711347 2711251 8 104 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
strain KMM 3664 16S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 


Bacteroidetes; Fl 


425026 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


425026 Bacteria_16S 


A1-17B 16S riboso 
Actinobacteridae; 


425026 Bacteria_16S 


minutisporangium 


Cryptosporangium minutisporangium Bacteria; Actinobacteria 


Frankineae; Crypt 


425026 Bacteria_16S 


strain MK703-102F 
Actinobacteria; A 


425026 Bacteria_16S 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


425026 Bacteria_16S 


strain 10.268-1 1 
Actinobacteria; A 


425026 Bacteria_16S 


wratislaviensis s 
wratislaviensis B 
Nocardiaceae; Rho 


425026 Bacteria_16S 


strain IFO 15059 
Actinobacteria; A 


425026 Bacteria_16S 


strain LS-13 16S 


Proteobacteria; G 


425026 Bacteria_16S 


strain HKI 0136 1 
Actinobacteria; A 


avobacteria; Flavobacteriales; Flavobact 
2720366 2720289 8 85 gi 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
ardia. 

2745939 2745862 8 
mal RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
2798338 2798261 8 85 gi 


strain IFO 15962 16S ribosomal RNA, pa 


al 
ae 


85 gi 


oc 


rt 


425026 Bacteria_16S 


eriaceae 


219857175 


sequ 
Act 


enc 
ino 


’ 


219857157 
2744758 2746095 Ro 


thi 


occaceae 


219857118 


ial sequ 


osporangiaceae; Cryptosporangium. 

2834668 2834591 8 85 gi|219856901|ref|NR_024722.1 
1 16S ribosomal RNA, partial sequence 2833466 2834941 Nocard 
ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

2938732 2938655 8 85 gi|219856831|ref|NR_024650.1 
in IFO 14455 16S ribosomal RNA, partial sequence 2937540 293900 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
e; Actinoalloteichus. 

2985830 2985753 8 85 gi|219846933|ref|NR_026525.1 
6S ribosomal RNA, partial sequence 2984634 29861 
ctinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

2987352 2987275 8 85 gi|219846932|ref|NR_026524.1 
train NCIMB 13082 16S ribosomal RNA, partial sequence 298615 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
dococcus. 

2988878 2988801 8 85 gi|219846931|ref|NR_026523.1 
16S ribosomal RNA, partial sequence 2987680 29891 
ctinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 

2991935 2991853 16 100 gi|219846929|ref|NR_026521.1 
ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter 
ammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

3040466 3040389 8 85 gi|219846896|ref|NR_026488.1 
6S ribosomal RNA, partial sequence 3039256 30407 
ctinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 

3084404 3084327 8 85 gi|219846866|ref|NR_026458.1 


sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacte 


r. 


; Cellulophaga. 
ref|NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


NR_024785.1 
ria Bacteria 
thia. 
NR_024746.1 

279714 


Ro 
ref 
ence 


’ 


Nocardia 
4 Nocardia 
ebacterineae; 


Rothia aeria strain 
Actinobacteria; 


v 


Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


Nocardia vinacea 
ia vinacea Bacteria; 
e; Nocardia. 

Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Fluoribacter gormanii 


gormanii Bacteria; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Thermoanaerobacter 


3083185 308466 


6 Thermoanaerobacter 


425026 Bacteria_16S 


strain HK1 0089 1 


Actinobacteria; Actinoba 
425026 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


425026 Bacteria_16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


425026 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


425026 Bacteria_16S 


kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 


425026 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


425026 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


425026 Bacteria_16S 
n DSM 43180 16S ribosomal RNA, partial 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


strain DSM 2062 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


M 44385 Bacteria; Actinobacteria; Acti 


eae; 
425026 Bacteria_16S 


3133783 3133706 8 
6S ribo 


85 gi 
cteridae; Actinomycetales; Micr 
3176315 3176218 7 104 gi 
n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3179409 3179312 7 
IBS B52218 16S 
a; Acti 
e; Corynebacterium. 

3199279 3199194 16 101 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


oc 


s 


104 gi 
ribosomal RNA, partial 


ct 


3200826 3200729 8 105 gi 
rain CCUG 35717 16S ribosomal RNA, parti 
no 
e; Corynebacterium. 

3208254 3208157 7 104 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3243105 3243036 15 84 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


ia 
e; 


qu 


v 


3367698 3367621 8 85 gi 


s 
ria; Actinobacteria; Actinobacteridae; 
Streptosporangium. 
3394876 3394799 8 


85 gi 


ia 


219846833 
somal RNA, partial sequence 3132587 31340 
occineae 
219846804 


equence 


Actinomyc 


219846802 
se 
nobacteria; Actinobacteridae; Act 


quence 


219846789 
1 sequen 
Rh 


eria; 


219846788 
al seque 
bacterid 


219846783 
1 sequen 
Actinomycet 


219846759 


ence 


219846672 


equence 


Actinomyc 


219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


oc 


425026 Bacteria_16S 


citrea strain DSM 
Bacteria; Actinob 


Promicromonospora. 
425026 Bacteria_16S 


strain NCTC 10951 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
425026 Bacteria_16S 
M 9236 16S ribosomal RNA, partial sequ 
tes; 
425026 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


strain DSM 6836 1 
Firmicutes; Clost 


strain DSM 20541 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


strain DSM 43205 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
425026 Bacteria_16S 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
425026 Bacteria_16S 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


425026 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
425026 Bacteria_16S 


strain DSM 20425 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 


ridia; 
425026 Bacteria_16S 


3396385 3396308 8 85 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


3413222 3413145 8 85 gi 
16S ribosomal RNA, partial sequence 

no 
3445591 3445498 12 105 gi 
en 
Clostridia; Clostridiales; Veillone 


3447106 3447017 15 104 gi 


ce 33951 
es; 


219846636 


34120 


ce 34443 
llaceae; 


219846612 


6S ribosomal RNA, partial sequence 3445905 34473 


Clostridiales; cl 


3457940 3457863 8 


Clostridiaceae; 
85 gi 


16S ribosomal RNA, partial sequence 3456719 34581 


oc 


3473119 3473042 8 85 gi 


16S ribosomal RNA, partial sequence 3471913 34733 


ne 
3474654 3474577 8 
16S ribosomal RNA, 


85 gi 
complete sequence 
ne 
3477703 3477626 8 85 gi 
al 
e; 


3482188 3482111 8 85 gi 
16S ribosomal RNA, partial sequence 

no 
3503301 3503224 8 


85 gi 


34734 


sequenc 


219846588 


34809 
mycineae 


219846574 


16S ribosomal RNA, partial sequence 3502100 35035 


oc 
3572069 3571992 8 85 
ribosomal RNA, partial sequence 
Bifidobacteriales; 


gi 


Turi 


425026 Bacteria_16S 


occineae 


219846528 
3570843 35723 


cella. 


3585678 3585589 16 105 gi 


219846519 


inomycet 


Desulfov 


occineae 
219846648 


Micr 


mycineae; 
219846613 


ostridiu 
219846605 


occineae 
219846594 


bacterin 
219846593 


bacterin 
219846591 


Actinomycet 


ref |NR_026425.1 


; Dermacoccacea 
ref |NR_026396.1 
3175122 317658 


etales; Coryneb 


ref |NR_0263 
3178210 31795 
ales; Corynebac 


94.1 
3 


, 


ref |NR_0263 
ce 3198121 31995 
odospirillales; 


BLet 
6 


ref 
nce 
ae; 


1 


NR_026380. 
31996 
Actinomycet 


ref |NR_026375.1 
ce 3207052 320851 
ales; Coryne 


ref |NR_026351.1 
3241884 324339 
ibrionales; Desu 


NR_026264.1 
3366504 336795 
etales; Streptos 


ref|NR_026241.1 


; Brevibacteriac 
ref |NR_026240.1 
98 3396650 Promic 
ococcineae; Pro 


ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026204.1 


m. 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026186.1 


eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref |NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref |NR_026166.1 
, Br 
ref 


evibacteriac 
NR_026120.1 


a 


t 


Demetria terragena 


43 Demetria terragena Bacteria; 
e: 


Demetria. 
Corynebacterium 
0 Corynebacterium 
cterineae; 


’ 


Corynebacterium 
2 Corynebacterium 
erineae; 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Streptosporangium 
3 Streptosporangium 


porangineae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Promicromonospora 
romonospora citrea 


micromonosporaceae H 


Actinomyces viscosus 
myces viscosus Bacteria; 
ae; Actinomyces. 
Succiniclasticum 
iclasticum ruminis 

m. 

Clostridium viride 


86 Clostridium viride Bacteria; 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Rhodococcus opacus 


’ 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 

Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Turicella otitidis 


03 Turicella otitidis Bacteria; 


ref|NR_026111.1 


Phascolarctobacterium 


faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 


Bacteria; 


Firmicutes; 


Clostridia; Clostridiales; Veillone 


llaceae; 


Phascolarctobac 


terium. 


425026 Bacteria_16S 
thermophilus stra 
thermophilus Bacteria; 
425026 Bacteria_16S 

apsheronum strain 
Bacteria; Proteob 
425026 Bacteria_16S 
subsp. aerata str 
subsp. aerata Bac 
Streptosporangiaceae; 
425026 Bacteria_16S 

acrylicus strain 
Bacteria; Proteob 
425026 Bacteria_16S 
strain RB 16S rib 


fever group. 
425026 Bacteria_16S 
brockii subsp. fi 


Thermoanaerobacte 
425026 Bacteria_16S 
strain IFO 15965 


425026 Bacteria_16S 
strain NCIMB 1176 
Bacteria; Proteob 
425026 Bacteria_16S 
centenum strain I 
centenum Bacteria 
Rhodospirillum. 
425026 Bacteria_16S 
strain 25-4 16S r 
Proteobacteria; G 
425026 Bacteria_16S 
flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 
425026 Bacteria_16S 
strain NRRL B-163 
Bacteria; Actinob 
425026 Bacteria_16S 
lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 
425026 Bacteria_16S 
strain JC2056 16S 


’ 


425026 Bacteria_16S 
strain YIM 90010 


425026 Bacteria_16S 
strain AS 4.1860 


425026 Bacteria_16S 


permense strain VKM Ac-2280 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


permense Bacteria; 


Brevibacterium. 
425026 Bacteria_16S 
ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 
425026 Bacteria_16S 
proteolyticum str 
Bacteria; Firmicutes; 
425026 Bacteria_16S 
genavense strain 
Bacteria; Actinob 
Mycobacterium. 
425026 Bacteria_16S 


strain 941 16S ribosomal RNA, partial sequence 


rales; 


3678542 3678473 15 


in BMA1 16S ribosomal RNA, partial seque 


Deferribacteres; 
3699613 3699513 5 


1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


3735413 3735336 8 


ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


Microbispora. 
3766758 3766669 16 


W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfovib 


3781789 3781704 16 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


3883573 3883496 8 


nnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacteraceae; 


3903507 3903430 8 


3969521 3969436 16 


2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 


3978250 3978165 16 


AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


4000291 4000202 16 


ibosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


4001714 4001625 15 


SW-151 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Alphaproteobacteri 


4032070 4031973 8 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


4035174 4035077 8 


ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 


4050272 4050195 8 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


4062169 4062092 8 


16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 


4075793 4075716 8 


16S ribosomal RNA, partial sequence 4074613 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


4113624 4113547 8 


134771 134691 5 


n NC 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


181778 181710 16 


ain CG 16S ribosomal RNA, partial sequ 
Clostridiales; 


Clostridia; 
221867 221787 5 


2289 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


353983 353895 15 


84 219846452 
nce 

es; 
219846437 
nce 
ib 
219846411 
quence 


e; 


gi 


Deferribacteral 
105 gi 


85 gi 


105 219846387 


ce 


gi 


101 gi| 219846376 
3780594 37820 
ke 
85 219846307 
ar 
finnii Bacteria; 
Thermoan 

gi|]219846293 


gi 


85 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


kineae; 
219846246 
39683 
rillales; 
219846240 
quence 


101 gi 


101 gi 


105 gi| 219846225 
3999120 40005 
an 
219846224 


nce 


104 gi 


a; 
105 219846202 
40308 
ales; Glyc 
219846200 
rt 
e; 


gi 


105 gi 


85 gi|219846187 
4049074 40504 
ionibac 
219846178 
624 


85 gi 


Stre 
gi 


ptospor 
219846169 
760 
nebacterin 
219846142 
sequence 
tinomyceta 


85 


85 gi 


85 265678973 
ce 13354 


ales; Micr 


gi 


84 265678942 
ence 18057 
idiaceae; 

265678915 
ce 22065 


ales; Cory 


gi 


Clostr 


85 gi 


102 gi|265678821 


Deferr 
36983 
rionales 


Actinomycet 


37655 
rionales 


ttsiacea 


tial sequenc 
Firmicutes; 
aerobact 


cr 


Rhodospir 


thomonad 


Sphingomona 


ial sequ 
Actinomycet 


ter 


ang 


ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_026002.1 

3734241 373565 
ales; Strept 


ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref |NR_025967.1 
R 


e; Rickettsieae; 


ref|NR_025897.1 
e 388233 


er. 
ref|NR_025883.1 
yptosporangiacea 
ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref |NR_025830.1 

3977072 397838 
illales; Rhodosp 
ref|NR_025815.1 
aceae; Silanimon 
ref|NR_025814.1 
4000552 400199 
dales; Sphin 


ref|NR_025792.1 
omyc 
ref 

ence 


ineae; Glyco: 
NR_025790.1 

403395 
ales; 


ref|NR_025777.1 
53 Nocardioides 
ineae; Nocardioi 
ref|NR_025768.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025759.1 


Nocardiacea 
NR_025732.1 
112427 411388 
Micrococcin 


eae; 
ref 

4 
les; 


ref |NR_029281.1 
6 135015 Arthro 
ococcineae; Micr 


ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 

ref |NR_029223.1 
9 222097 Mycoba 
nebacterineae; M 


Clostridia; 


Deferribacter 
5 Deferribacter 
ferribacter. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Microbispora rosea 
5 Microbispora rosea 
osporangineae; 


Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 

Rickettsia honei 


84 Rickettsia honei Bacteria; 


Rickettsia; spotted 


Thermoanaerobacter 
8 3883860 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 

Phaeospirillum fulvum 

pirillum fulvum 

e; Phaeospirillum. 
Rhodospirillum 

6 Rhodospirillum 

irillaceae; 


Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 

Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Glycomycineae; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Brevibacterium 

5 Brevibacterium 

eae; Brevibacteriaceae; 


Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Clostridium 
idium proteolyticum 


Mycobacterium 
cterium genavense 
ycobacteriaceae; 


ref|NR_029126.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 


Rhodoplanes roseus 


352821 354233 Rhodoplanes roseus Bacteria; 


425026 Bacteria_16S 
strain AS130 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
425026 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


425026 Bacteria_16S 


strain HTCC2506 1 
rudongensis strai 
rudongensis Bacte 
strain QH3A7 16S 

aquilae strain S- 


Bacteria; Actinob 
Corynebacterium. 


425026 Bacteria_16S 


strain LV3 16S ri 


strain CMS90 16S 


acidiphila strain 
Bacteria; Proteob 


N7 16S ribosomal 
Gammaproteobacter 


425026 Bacteria_16S 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


425026 Bacteria_16S 


355442 355354 15 


394793 394705 15 


439652 439564 15 


464091 464003 15 


490160 490080 5 


ribosomal RNA, 


552874 552790 1 


565098 565018 5 


647005 646925 5 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 


650015 649927 15 


660365 660269 5 
RNA, partial sequence 
ia; Pseudomonadales; 

669432 669336 8 


Arcanobacterium. 
674061 673965 8 


102 


103 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
102 
6S ribosomal RNA, partial sequence 438478 43991 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 
425026 Bacteria_16S 102 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacteria; 
425026 Bacteria_16S 


85 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


85 


85 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
425026 Bacteria_16S 


85 


102 


101 


gi 


gi 


gi 


gi 


gi 


gi 


613 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


563902 56532 
Micr 


gi 


gi 


B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
425026 Bacteria_16S 


gi 


265678820 


354284 35569 


265678792 


265678762 


265678742 


sequence 


265678725 


488917 49045 


265678684 


265678676 


265678620 


645783 64725 
Micr 


265678618 
e 64884 


265678609 


39362 
Oribacterium. 


Rhizob 


ococcineae; 


55170 
Cory 


ococcineae; 


ococcineae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


659171 660617 Moraxella 


Moraxellaceae; 


104 


104 


gi 


gi 


Moraxella. 


265678603 


265678600 


strain M343/98/2 16S ribosomal RNA, partial sequence 672829 67426 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
425026 Bacteria_16S 


684485 684417 16 


84 


strain CK74 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


425026 Bacteria_16S 
strain S-743 16S ribosomal RNA, partial sequence 


425026 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


425026 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


425026 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


425026 Bacteria_16S 


strain GPll 16S r 
Proteobacteria; G 


425026 Bacteria_16S 
199/55 16S ribosomal RNA, 


Gammaproteobacter 


425026 Bacteria_16S 


strain Ne 11 16S 


Proteobacteria; G 


425026 Bacteria_16S 


L-3 16S ribosomal 
Gammaproteobacter 


425026 Bacteria_16S 


strain IC166 16S 
Bacteroidetes; Fl 


425026 Bacteria_16S 


ridia; Clostridiales; 


781032 780944 15 


849687 849607 15 


103 


94 


gi 


265678593 


683287 68472 


Clostridiaceae; 


gi 


265678525 


779845 78130 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 


gi 


265678480 


ain LX3 16S ribosomal RNA, partial sequence 


teria; Proteobacteria; 


935283 935215 16 


JS5 16S ribosomal RNA, partial sequence 


84 


Gammaproteobacteria; 


gi 


265678422 
93405 


acteria; Deltaproteobacteria; Bdellovibrionales; 


979824 979756 15 


83 


ibosomal RNA, partial sequence 


hingobacteria; 
1013609 1013513 5 
ibosomal 
ammaproteobacteria; 
1015105 1015009 5 
partial sequence 
Pseudomonadales; 
1016601 1016505 5 
ribosoma 
ammaproteobacteria; 


ia; 


1018098 1018002 5 
RNA, partial sequence 
ia; Pseudomonadales; 
1028846 1028751 8 


RNA, partial sequence 
Pseudomonadales; 


1 RNA, partial sequence 
Pseudomonadales; 


Sphingobacteriales; 


101 


101 


gi 


265678391 


978631 98004 


gi 


Sap 


265678369 


1012401 10138 


gi 


265678368 


al sequenc 
e; Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


ref 


Bac 
ref 


L 
ref 


ref 


1013897 1015342 Moraxella 


Moraxellaceae; 


101 


101 


gi 


Moraxella. 


265678367 


1015393 10168 


gi 


265678366 


ref 


ref 


1016889 1018335 Moraxella 


Moraxellaceae; 


103 


ribosomal RNA, partial sequence 


avobacteria; 
1054771 1054703 16 


Flavobacteriales; 


84 


gi 


Moraxella. 


265678359 


1027642 10290 
Flavobacteriaceae; Ce 


gi 


265678341 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Sulfurimonas. 


ref 


ref 


6 394999 Oriba 


462905 46436 
iale 


3 553077 Coryn 
nebacterineae; 


9 Arthrobacter 
Micrococcaceae 


0 650254 Methyl 
les; Beijerinc 


e 668320 66970 


7 Acholeplasma 


848542 84982 
Enteroba 


6 935530 Bacter 


54 Cellulophaga 


NR_029125.1 


Rhodoplanes. 
NR_029097.1 


NR_029067.1 
Fulvimarina. 
NR_029047.1 
1 


s; Xanthobac 
NR_029030.1 


NR_028989.1 


NR_028981.1 


NR_028925.1 


NR_028923.1 


kiaceae; Met 
NR_028914.1 
canis Bacte 


NR_028908.1 
6 
Actino: 


NR_028905.1 


tinomycetace 
NR_028898.1 


NR_028829.1 


eplasma. 
NR_028783.1 
3 
cteriales; E 
NR_028724.1 


teriovoracac 
NR_028693.1 


ewinella. 
NR_028671.1 


Moraxella. 
NR_028670.1 
ovis Bacter 
NR_028669.1 
Moraxella. 
NR_028668.1 
bovis Bacte 


NR_028661.1 


llulophaga. 


Cc 


e 
& 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 
microbiaceae; 


Oribacterium sinus 
terium sinus Bacteria; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 
timonadaceae; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


Jonesiaceae; Jonesia. 


Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 
Microbacteriac 


eae; Rhodoglobus. 
Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 
Methylocapsa 

ocapsa acidiphila 

hylocapsa. 

Moraxella canis strain 

ria; Proteobacteria; 


Arcanobacterium 
Arcanobacterium 


mycineae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
nomycineae; Ac 


ae; Actinomyces. 
Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 
Clostridium. 


Acholeplasma axanthum 


axanthum Bacteria; 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 
rospiraceae; 


Moraxella caviae 


46 Moraxella caviae Bacteria; 
Moraxellaceae; 


Moraxella ovis strain 
ia; Proteobacteria; 


Moraxella catarrhalis 


38 Moraxella catarrhalis Bacteria; 
Moraxellaceae; 


Moraxella bovis strain 
ria; Proteobacteria; 


Cellulophaga algicola 


algicola Bacteria; 


NR_028643.1 


Sulfurimonas 


1053566 1055002 Sulfurimonas 


425026 Bacteria_16S 


strain I-273 16S 


CMS 76r 16S ribos 
Actinobacteridae; 


425026 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


425026 Bacteria_16S 


strain Se-3111 16 


506 16S ribosomal 
Alphaproteobacter 


425026 Bacteria_16S 


obscurus DSM 4316 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


425026 Bacteria_16S 


strain E58 16S ri 


silvestris strain 
Bacteria; Proteob 


425026 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


425026 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
425026 Bacteria_16S 


strain SA35 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
425026 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


goodfellowii stra 
goodfellowii DSM 


425026 Bacteria_16S 


strain T4 16S rib 
Proteobacteria; A 


425026 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


425026 Bacteria_16S 


gandavensis strai 
gandavensis Bacte 
Arthrobacter. 


425026 Bacteria_16S 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


425026 Bacteria_16S 


capitovis strain 
capitovis Bacteri 
Corynebacteriacea 


425026 Bacteria_16S 


asaccharovorans s 
asaccharovorans B 
Chelatococcus. 


425026 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


425026 Bacteria_16S 


strain CF-25 16S 


1116580 1116500 5 85 
ribosomal RNA, partial sequence 


gi 


1139247 11391675 85 gi 
omal RNA, 
Actinomycetales; Micrococcineae; Micr 
1143781 1143693 15 102 gi 
in C6-19 16S ribosomal RNA, partial se 


eria; Proteobacteria; Alphaproteobacte 


1222366 1222286 5 85 
S ribosomal RNA, partial sequence 


gi 


1306764 1306676 15 
RNA, complete sequence 
ia; Rhizobiales; Xanthobacteraceae; St 
1345068 1344988 5 85 gi 
0 16S ribosomal RNA, partial sequence 


102 gi 


1367623 1367555 16 84 
bosomal RNA, complete sequence 


gi 


1381277 1381189 15 102 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1397755 1397667 15 102 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


1454107 1454027 5 85 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1493449 1493361 15 102 
ibosomal RNA, partial sequence 


gi 


1502379 1502299 5 
16S ribosomal RNA, 


85 gi 
complete sequence 


1565629 1565550 5 84 gi 
in LB57 16S ribosomal RNA, partial seq 
19756 Bacteria; Fusobacteria; Fusobact 
1629591 1629503 15 102 gi 
osomal RNA, partial sequence 

lphaproteobacteria; Rhizobiales; 
1650860 1650772 15 102 
osomal RNA, partial sequence 

lphaproteobacteria; Rhizobiales; Xanth 
1799934 17998545 85 gi 
n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


Beije 
gi 


1848969 1848873 8 104 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1856461 1856365 8 104 gi 
CCUG 39779 16S ribosomal RNA, partial 

a; Actinobacteria; Actinobacteridae; A 
e; Corynebacterium. 

1868655 1868567 15 102 gi 
train TE2 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteoba 


1953840 1953744 8 104 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 


265678298 


1115364 11168 
Actinobacteria; Actinobacteridae; Actinomycetales; Kine 
425026 Bacteria_16S 


osporiinea 
253680764 


complete sequence 1138010 1139535 Leifs 


obacteriac 
253680761 
quence 

ria; Rhodo 


219878356 


1221167 12226 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


ococcineae 
219846269 


1305606 1307012 Stark 


arkeya. 
228721038 
13438 
omycetales 


228718799 


1366379 13679 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
425026 Bacteria_16S 


228717274 
ce 13801 
les; Beije 
228715764 
uence 
bacteria; 


224581418 
1 sequence 


ridae; Act 


219846714 


1492298 14937 


obacterace 
219846604 
15011 
ococcineae 
219846059 
uence 

eriales; F 
219878457 


1628419 16298 


rinckiacea 
219878442 


1649700 16511 


obacterace 
219878336 
quence 
Actinomyc 


219878303 
1 sequence 
Actinomyc 


219878297 
sequence 
ctinomycet 


219878289 
equence 
cteria; Rh 
219878226 
sequence 
Actinomyce 


1958285 1958205 5 85 
ribosomal RNA, partial sequence 


gi 


ref |NR_028599.1 
e; K 
ref 
onia 
eae; 


ineosporiace 
NR_028012.1 
rubra Bacte 
Leifsonia. 
ref|NR_028009.1 
1142608 114408 
bacterales; Rhod 


ref|NR_025495.1 


; Be 
ref 
eya 


utenbergiace 
NR_025859.1 
novella Bact 


ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


, 


ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
NR_027539.1 
1396599 139803 
Rhizobiales; Met 


ref |NR_027199.1 
1452894 145438 
inomycetales; Mi 


ref |NR_026306.1 
11 Xanthobacter 
ae; Xanthobacter 
ref|NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref|NR_025649.1 

1564412 156589 
usobacteriaceae; 
ref|NR_025596.1 


e; M 
ref 


ethylocella. 
NR_025581.1 


ae; Labrys. 
ref|NR_025475.1 
1798724 180016 
etales; Micrococ 


ref |NR_025442.1 
1847763 184924 
etales; Actinomy 


NR_025436.1 
1855266 185659 
Corynebact 


ref |NR_025428.1 
1867493 186885 
izobiales; Beije 


ref|NR_025365.1 
1952641 195404 
tales; Corynebac 


219878223 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Leifsonia rubra strain 
ria; Actinobacteria; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Salana multivorans 


13 Salana multivorans Bacteria; 


ae; Salana. 
Starkeya novella DSM 
eria; Proteobacteria; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Chlamydophila pecorum 
pecorum E58 Bacteria; 


Methylocella 
ocella silvestris BL2 
hylocella. 
Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Arthrobacter 
1 Arthrobacter 


crococcineae; 


Xanthobacter agilis 


agilis Bacteria; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Leptotrichia 
6 Leptotrichia 
Leptotrichia. 

Methylocella tundrae 


, 


34 Methylocella tundrae Bacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Corynebacterium 
7 Corynebacterium 
terineae; 


ref|NR_025362.1 


Arthrobacter luteolus 


1957067 1958565 Arthrobacter luteolus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


425026 Bacteria_16S 1973296 1973228 16 84 
strain CK58 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
425026 Bacteria_16S 1976453 1976385 16 
phenolica strain 
Bacteria; 
425026 Bacteria_16S 


84 


1981111 1981015 8 104 


haemolyticum strain CIP 103370 16S ribosomal RNA, partial 


haemolyticum DSM 
Actinomycetaceae; 
425026 Bacteria_16S 
variabile strain 


Arcanobacterium. 


2031394 2031298 8 104 


Corynebacteriaceae; Corynebacterium. 

425026 Bacteria_16S 2046858 2046790 15 83 
strain M384 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; 
425026 Bacteria_16S 2072942 2072874 15 
strain ATCC 51261 
Bacteroidetes; Bacteroidia; 
425026 Bacteria_16S 


83 


Bacteroidales; 


2183691 2183595 8 104 


hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
425026 Bacteria_16S 2221518 2221430 15 
strain 7d 16S ribosomal RNA, partial sequence 


102 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


425026 Bacteria_16S 2236726 2236658 16 84 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


thiodismutans Bacteria; 
Desulfonatronum. 
425026 Bacteria_16S 2308283 2308195 16 104 
strain K24 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenace 


425026 Bacteria_16S 
canadensis strain 


2332448 2332380 16 84 


Helicobacter. 


425026 Bacteria_16S 2347513 2347433 5 85 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


425026 Bacteria_16S 2349022 2348942 5 85 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


425026 Bacteria_16S 2359681 2359601 5 85 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequen 
australiense Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriaceae; Propionibacterium. 
425026 Bacteria_16S 2517319 2517239 5 
chlorophenolicus 
chlorophenolicus 
Micrococcaceae; Arthrobacter. 

425026 Bacteria_16S 2563911 2563843 16 


85 


84 


mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequen 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; C 


Helicobacter. 
425026 Bacteria_16S 
spumicola strain 


2588494 2588414 5 85 


Nocardioidaceae; Friedmanniella. 


425026 Bacteria_16S 2672313 2672245 16 84 


strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 26725 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


425026 Bacteria_16S 2702381 2702313 15 83 
strain EHS11 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; 


425026 Bacteria_16S 2729589 2729509 5 


85 


Clostridiaceae; 


PhOl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Prevotellaceae; 


16S ribosomal RNA, partial sequence 
Prevotellaceae; 


NLEP-16143 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


strain A-6 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Prevotellaceae; 


gi|219878213 
1972100 19735 


219878211 
19752 


gi 


219878208 
sequenc 


gi 


gi|219878175 


gi|219878161 
2045623 20471 
Prevot 
219878142 

20717 
Prevot 
219857611 


gi 


gi 


gi|219857585 
2220358 22217 


gi|219857575 


Desu 


gi|219857524 
2307079 23085 


gi| 219857508 
Campy 
gi| 219857496 
Actinom 
gi| 219857495 
gi| 219857488 


Actinomy 


219857366 
sequence 


gi 


gi| 219857335 


gi| 219857276 


gi|219857208 


gi|219857187 
2701149 27026 


219857168 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Helicobacteraceae; 


ref|NR_025352.1 


ref|NR_025350.1 


ref |NR_025347.1 


ref|NR_025314.1 
ales; 
ref 


NR_025300.1 


ella. 
ref|NR_025281.1 


ella. 
ref|NR_025200.1 
182453 218387 


ND 


ref|NR_025173.1 
41 Xanthobacter 
ae; 
ref |NR_025163.1 

2235498 223697 
lfovibrionales; 


ref|NR_025112.1 
60 Pigmentiphaga 
ae; 
ref|NR_025096.1 
2331268 233272 


ref|NR_025084.1 
2346319 234777 
ycetales; Microc 


ref|NR_025083.1 
2347826 234928 
Micro 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


ref |NR_024954.1 
2516115 251756 
Mic 


ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


ref |NR_024907.1 
2587275 258874 
ales; Propioniba 


ref |NR_024836.1 
55 Helicobacter 
Heli 


ref|NR_024815.1 


ref|NR_024796.1 


gi 


sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


29 2073175 Prevot 


Clostridium akagii 


91 Clostridium akagii Bacteria; 
Clostridium. 


Desulfobacula 


15 1976722 Desulfobacula phenolica 
Desulfobacteraceae; 


Desulfobacula. 
Arcanobacterium 


e 1979903 1981385 Arcanobacterium 


20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Corynebacterium 


2030195 2031630 Corynebacterium 
Corynebacterineae; 


Prevotella enoeca 


Actinomyces 
7 Actinomyces 


Actinomycineae; 


Desulfonatronum 
8 Desulfonatronum 


kullae Bacteria; 


Pigmentiphaga. 


Helicobacter 
4 Helicobacter 


lobacterales; Helicobacteraceae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


cobacter. 
Prevotella shahii 


38 Prevotella shahii Bacteria; 
Prevotella. 


2728379 272981 


Alicyclobacillus 
6 Alicyclobacillus 


Prevotella albensis 
17 Prevotella albensis Bacteria; 


ella enoeca Bacteria; 


Xanthobacter viscosus 
viscosus Bacteria; 
Xanthobacter. 


Desulfonatronumaceae; 


Pigmentiphaga kullae 


Helicobacter ganmani 
ganmani Bacteria; 


425026 Bacteria_16S 2792478 2792390 15 103 gi|219857122|ref|NR_024750.1| Coprococcus catus 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 
425026 Bacteria_16S 2801386 2801306 5 85 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
425026 Bacteria_16S 2902285 2902205 5 85 gi|219856855|ref|NR_024674.1| Leucobacter albus 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
425026 Bacteria_16S 2970540 2970460 5 85 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 


425026 Bacteria_16S 2982760 2982692 16 84 gi| 219846935 |ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

425026 Bacteria_16S 3001108 3001028 5 85 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 


strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
425026 Bacteria_16S 3045036 3044956 5 85 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 
425026 Bacteria_16S 3046568 3046488 5 85 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 
425026 Bacteria_16S 3072184 3072096 15 102 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
425026 Bacteria_16S 3148845 3148749 8 104 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
425026 Bacteria_16S 3159687 3159619 16 84 gi|219846816|ref|NR_026408.1| Sulfurospirillum 
arcachonense strain FIF6 16S ribosomal RNA, partial sequence 158497 3159929 Sulfurospirillum 
arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 
425026 Bacteria_16S 3206728 3206632 8 104 gi|219846784|ref|NR_026376.1| Corynebacterium 
mastitidis strain S-8 16S ribosomal RNA, partial sequence 3205525 3207001 Corynebacterium mastitidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
425026 Bacteria_16S 3308308 3308220 15 102 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


w 


425026 Bacteria_16S 3309770 3309682 15 102 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

425026 Bacteria_16S 3332557 3332477 5 85 gi|219846697|ref|NR_026289.1| Pilimelia anulata 


strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
425026 Bacteria_16S 3343113 33430335 85 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
425026 Bacteria_16S 3358480 3358400 5 85 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
425026 Bacteria_16S 3402479 3402399 5 85 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

425026 Bacteria_16S 3404017 34039375 85 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

425026 Bacteria_16S 3405547 3405467 5 85 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
425026 Bacteria_16S 3407074 34069945 85 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


425026 Bacteria_16S 3416155 3416075 5 85 gi|219846634|ref|NR_026226.1 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellul 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cell 
Cellulomonas. 

425026 Bacteria_16S 3436613 3436517 8 104 gi|219846619|ref|NR_026211.1 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 34367 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacte 
Corynebacterium. 

425026 Bacteria_16S 3456414 34563345 85 gi|219846606|ref|NR_026198.1 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
425026 Bacteria_16S 3460957 3460877 5 85 gi|219846602|ref|NR_026194.1 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 346121 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Arthrobacter. 

425026 Bacteria_16S 3462479 3462399 5 85 gi| 219846601 |ref|NR_026193.1 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 34627 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
425026 Bacteria_16S 3464001 34639215 85 gi|219846600|ref|NR_026192.1 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 346278 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Micrococcaceae; Arthrobacter. 

425026 Bacteria_16S 3465525 3465445 5 85 gi|219846599|ref|NR_026191.1 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
425026 Bacteria_16S 3468569 3468489 5 85 gi| 219846597 |ref|NR_026189.1 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 346735 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
Micrococcaceae; Arthrobacter. 

425026 Bacteria_16S 3470095 3470015 5 85 gi|219846596|ref|NR_026188.1 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
425026 Bacteria_16S 3471615 3471535 5 85 gi|219846595|ref|NR_026187.1 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 347186 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

425026 Bacteria_16S 3596446 3596358 16 104 gi|219846511|ref|NR_026103.1 
strain 743A 16S ribosomal RNA, partial sequence 3595254 35967 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 3607238 3607151 16 103 gi|219846502|ref|NR_026094.1 
gingivalis strain ATCC 33624 16S ribosomal RNA, partial sequence 3606022 360747 
gingivalis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteri 
425026 Bacteria_16S 3635708 3635640 16 84 gi|219846482|ref|NR_026074.1 
strain MIT 95-1707 16S ribosomal RNA, partial sequence 3634529 3635951 Helico 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobactera 
425026 Bacteria_16S 3804376 3804288 16 104 gi|219846360|ref|NR_025951.1 
strain 18323 16S ribosomal RNA, partial sequence 3803146 38046 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
425026 Bacteria_16S 3821217 3821149 16 84 gi| 219846349 |ref|NR_025940.1 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 382000 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
Helicobacter. 

425026 Bacteria_16S 3895988 3895912 8 84 gi|219846298|ref|NR_025888.1 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 38962 

Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

425026 Bacteria_16S 3941244 3941156 15 102 gi|219846265|ref|NR_025855.1 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 39414 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

425026 Bacteria_16S 4054666 4054586 5 85 gi|219846184|ref|NR_025774.1 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
425026 Bacteria_16S 4077317 4077218 5 104 gi|219846168|ref|NR_025758.1 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 40776 

Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 
Mahella. 

425026 Bacteria_16S 4173481 41734015 85 gi|219846098|ref|NR_025688.1 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 417374 
nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
425026 Bacteria_16S 5761 5674 16 102 gi|265679060|ref|NR_029368.1 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 


Cellulomonas humilata 
omonas humilata 
ulomonadaceae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Arthrobacter agilis 


agilis Bacteria; 


; Arthrobacter. 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


33 Arthrobacter ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


’ 


Arthrobacter. 
Arthrobacter 

2 3468823 Arthrobacter 
rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Helicobacter rodentium 
bacter rodentium 
ceae; Helicobacter. 
Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Helicobacter 
8 3821492 Helicobacter 
elicobacteraceae; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Garciella 
8 Garciella 
Garciella. 
Bartonella doshiae 


Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


425026 Bacteria_16S 7222 7135 16 102 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

425026 Bacteria_16S 8680 8593 16 102 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

425026 Bacteria_16S 14687 14600 16 103 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

425026 Bacteria_16S 19292 19217 8 83 gi|265679051|ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

425026 Bacteria_16S 25480 25393 15 102 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 63316 63229 16 102 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
425026 Bacteria_16S 73946 73875 14 85 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

425026 Bacteria_16S 130074 130007 16 83 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
strain ES2772 16S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

425026 Bacteria_16S 151294 151197 7 104 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 261307 261220 16 102 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 


strain I66 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
425026 Bacteria_16S 
CFN 42 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobi 
425026 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


425026 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


425026 Bacteria_16S 


berkhoffii 
berkhoffii 


subsp. 
subsp. 


lituiforme strain 
Bacteria; Proteob 


populi BJ001 16S 
Bacteria; Proteob 


formicigenes stra 
formicigenes Bact 


425026 Bacteria_16S 
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425026 Bacteria_16S 


hassiacum strain 
Bacteria; Proteob 


425026 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


425026 Bacteria_16S 


strain SCII24 16S 
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Bacteria; Proteob 


strain CCBAU 7190 


273399 273312 16 102 gi 


274977 274898 5 84 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
309936 309849 15 102 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; 
318931 318844 16 102 


gi 


gi. 


364396 364313 15 98 gi 


416509 416418 15 105 
ribosomal RNA, partial sequence 


gi 


417999 417912 15 102 gi 
Firmicutes; Clostridia; 
571144 571077 16 83 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
593587 593504 15 98 


eria; 
gi 


gi 


acteria; Alphaproteobacteria; 
633066 632979 16 103 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
678685 678598 16 102 gi 
ribosomal RNA, partial sequence 


gi 


698275 698188 15 102 gi 


794751 794664 16 102 gi 
B 16S ribosomal RNA, partial sequence 


Rumino 


strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteo 
425026 Bacteria_16S 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
425026 Bacteria_16S 


W-51 16S ribosomal RNA, partial sequen 


CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
425026 Bacteria_16S 


260171 26154 


biaceae; 
265678878 


272240 273697 Rhizo 


um/Agrobac 
265678877 


273748 27524 


265678854 
30877 
coccaceae; 
265678848 
ial sequen 
bacteria; 
265678812 
ence 36326 
terales; C 
265678777 


415329 41680 
acteria; Alphaproteobacteria; Rhizobia 
425026 Bacteria_16S 
in DV1184 16S ribosomal RNA, partial s 
Clostrid 


les; Methy 
265678776 
equence 

iales; Pep 
265678672 


569932 57142 
Sph 


ingobacter 
265678657 
ce 59240 


Sphingomonadales; 


265678629 


631874 63335 


Acetobacte 
265678597 


677507 67890 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
425026 Bacteria_16S 


llaceae; O 
265678584 
nce 69711 
terales; C 


R 


hizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029183.1 


ref|NR_029160.1 
4 310144 Rumino 
Ruminococcus. 
ref|NR_029153.1 
ce 317746 319177 
Rhizobiales; Bar 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 


ref|NR_029082.1 


loba 
ref 


cteriaceae; 
NR_029081.1 
16856 418235 
tostreptococcace 
ref |NR_028977.1 


rs 


iaceae; Pedobact 
ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028934.1 


rium. 
ref|NR_028902.1 
4 Ochrobactrum 
chrobactrum. 

ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 


265678516 


0 Rhizobium hainanense Bacteria; 


terium group; Rhizobium. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Ruminococcus callidus 
coccus callidus 


Bartonella vinsonii 
Bartonella vinsonii 
tonellaceae; Bartonella. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Tepidibacter 
Tepidibacter 

ae; Tepidibacter. 
Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Novosphingobium 
hingobium hassiacum 

e; Novosphingobium. 
Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Ochrobactrum tritici 


tritici Bacteria; 


Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 


ref |NR_028819.1 


Rhizobium loessense 


793611 794989 Rhizobium loessense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


425026 Bacteria_16S 864930 864855 8 83 gi 


ruestringensis strain Bl 16S ribosomal RNA, partial seq 


ruestringensis Bacteria; Bacteroidetes; Flavobacteria; 
425026 Bacteria_16S 899689 899595 7 102 gi 
koreensis strain YC300 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
425026 Bacteria_16S 941393 941326 16 83 gi 
strain DSM 2588 1 
Bacteroidetes; Sp 
425026 Bacteria_16S 


hingobacteria; Sphingobacteriales; Chi 
975416 975349 16 83 gi 
strain T-3 16S ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; 
425026 Bacteria_16S 1025803 1025716 16 102 
strain SH22623 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
425026 Bacteria_16S 1062375 1062308 16 83 gi 
japonensis strain 758 16S ribosomal RNA, partial sequen 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacter 
425026 Bacteria_16S 1069885 1069798 15 102 gi 
strain W1-2B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
425026 Bacteria_16S 1074295 1074212 15 98 gi 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingom 
425026 Bacteria_16S 1105894 1105827 16 83 gi 
acidifaciens strain A40 16S ribosomal RNA, partial sequ 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Ba 
425026 Bacteria_16S 1174125 1174050 8 83 gi 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacte 
425026 Bacteria_16S 1178619 1178540 5 84 gi 
DSM 12563 16S ribosomal RNA, partial sequence 
Bacteria; Spirochaetes; 
425026 Bacteria_16S 


Sap 
gi 


Spirochaetales; Brachyspiraceae 
1233011 1232924 16 102 gi 
schoenbuchensis strain Rl 16S ribosomal RNA, partial se 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteoba 
425026 Bacteria_16S 1243608 1243521 16 102 gi 
temperatum strain SDW 018 16S ribosomal RNA, partial se 


temperatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobact 
425026 Bacteria_16S 1296216 1296149 16 83 gi|224581415|ref|NR_027196.1 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
425026 Bacteria_16S 1485882 1485795 16 102 gi|219857250|ref|NR_024880.1 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 148617 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phylloba 
Mesorhizobium. 

425026 Bacteria_16S 1487395 1487308 16 102 gi|219857235|ref|NR_024863.1 


strain SO2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
425026 Bacteria_16S 1503860 1503773 16 102 gi 
strain USDA 9030 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
425026 Bacteria_16S 1515839 1515752 16 102 gi 
septentrionale strain SDW 014 16S ribosomal RNA, partia 
septentrionale Bacteria; Proteobacteria; Alphaproteobac 
Mesorhizobium. 
425026 Bacteria_16S 1544869 1544794 8 83 
strain KMM 426 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
425026 Bacteria_16S 1570177 1570090 16 102 gi 
lusatiensis strain S1 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobia 
425026 Bacteria_16S 1580783 1580696 16 102 gi 
americanum strain CFNEI 156 16S ribosomal RNA, partial 
americanum Bacteria; Proteobacteria; Alphaproteobacteri 
Sinorhizobium/Ensifer group; Sinorhizobium. 

425026 Bacteria_16S 1716580 1716513 16 83 
strain AJ2502 16S ribosomal RNA, partial sequence 
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3 Chitinophaga pinensis Bacteria; 

tinophagaceae; Chitinophaga. 

265678394|ref|NR_028696.1| Lewinella persicus 
974224 975642 Lewinella persicus Bacteria; 

rospiraceae; Lewinella. 

265678361|ref|NR_028663.1| Rhizobium yanglingense 
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Rhizobium tropici 
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hominis Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

425026 Bacteria_16S 1939982 1939891 15 105 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

425026 Bacteria_16S 2018028 2017957 15 86 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

425026 Bacteria_16S 2019500 2019429 15 86 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

425026 Bacteria_16S 2020972 2020901 15 86 gi|219878182|ref|NR_025321.1| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 

425026 Bacteria_16S 2075924 2075837 16 102 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
strain IBS 506 16S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

425026 Bacteria_16S 2085177 2085090 16 102 gi|219878133|ref|NR_025272.1| Bartonella alsatica 
strain IBS 382 16S ribosomal RNA, partial sequence 2084014 2085453 Bartonella alsatica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

425026 Bacteria_16S 2098812 2098725 16 102 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

425026 Bacteria_16S 2245732 2245645 16 102 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

425026 Bacteria_16S 2296193 2296106 16 102 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

425026 Bacteria_16S 2297659 2297572 16 102 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

425026 Bacteria_16S 2380889 2380810 5 84 gi|219857473|ref|NR_025061.1| Mycoplasma caviae 
strain G122 16S ribosomal RNA, partial sequence 2379691 2381146 Mycoplasma caviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

425026 Bacteria_16S 2396088 2396001 16 102 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

425026 Bacteria_16S 2434172 2434097 8 83 gi|219857432|ref|NR_025020.1| Flavobacterium 
frigidarium strain A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

425026 Bacteria_16S 2478019 2477940 5 84 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 


strain 3T 16S rib 
Tenericutes; Moll 
425026 Bacteria_ 


strain B1/T1 16S 


Tenericutes; Moll 
425026 Bacteria_ 
strain PG13 16S r 
Tenericutes; Moll 
425026 Bacteria_ 
strain C-29 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
425026 Bacteria_ 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2484021 2483942 5 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2487052 2486973 5 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2550096 2550009 16 102 gi 
ibosomal RNA, partial sequence 


16S 2574671 2574592 5 84 


2476824 24782 


2482825 24842 


2485849 24873 


2548929 25503 


219857394 


219857392 


219857344 


nellaceae; 
219857285 


gi 


ref|NR_024982.1 


ref|NR_024980.1 


ref|NR_024932.1 


Bartonella. 
ref|NR_024916.1 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


44 Mycoplasma indiense Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Desulfovibrio 


2573428 257495 


7 Desulfovibrio 


425026 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


425026 Bacteria_16S 
caldilitoris stra 


caldilitoris Bact 


troitsensis strai 
troitsensis Bacte 


425026 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


425026 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


425026 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


425026 Bacteria_16S 


strain ORS 992 16 


2623909 2623822 16 102 gi 
16S ribosomal RNA, partial sequence 
2690414 2690319 7 


102 gi 


2738558 2738483 8 83 gi 
n KMM 3674 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; 
2788033 2787954 7 86 gi 
tes; Bacillales; Alicyclobacillaceae; 

2994891 2994804 16 102 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

3051116 3051037 5 84 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


3076647 3076560 16 102 
S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


425026 Bacteria_16S 


strain DSM 11603 


3106783 3106696 16 102 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


425026 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


425026 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


425026 Bacteria_16S 


strain TagT2C 16S 


3132259 3132172 16 102 gi 
n LMG 11892 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 


3235468 3235382 16 102 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3240118 3240031 16 102 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


425026 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


425026 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


425026 Bacteria_16S 


strain ATCC 43185 
Bacteroidetes; Ba 


425026 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


425026 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


425026 Bacteria_16S 


strain LMG 7837 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; S 
Sinorhizobium. 

425026 Bacteria_16S 3605709 3605634 8 83 gi| 219846503 
sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 
sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flav 
Capnocytophaga. 

425026 Bacteria_16S 3646401 3646314 16 102 gi| 219846474 
strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
425026 Bacteria_16S 3657056 3656969 16 102 gi| 219846467 
strain H152 16S ribosomal RNA, partial sequence 3655877 36573 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
425026 Bacteria_16S 3684480 3684393 16 102 gi| 219846448 


strain CNS 2-75 1 
Proteobacteria; A 


425026 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


425026 Bacteria_16S 


3276226 3276139 16 103 gi 
ridia; Clostridiales; Eubacteriaceae; 
3279254 3279167 16 103 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3393400 3393333 16 83 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Bacteroidace 
3578056 3577969 16 102 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3599529 3599439 15 105 gi 
rain DSM 5628 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
3604155 3604068 16 102 gi 


lphaproteobacteria; Rhizobiales; Bruce 
3692107 3692028 5 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3768180 3768101 5 84 gi 


acteria; Alphaproteobacteria; Rhizobia 


in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
425026 Bacteria_16S 


Fla 


CP-1 16S ribosomal RNA, partial sequen 


3075492 30769 


16S ribosomal RNA, partial sequence 3105629 31070 


3238968 32403 


6S ribosomal RNA, partial sequence 3275046 32765 


6S ribosomal RNA, partial sequence 3602996 36044 


6S ribosomal RNA, partial sequence 3683303 36847 


3690909 36923 


219857249 
26227 
les; Phyll 
219857196 
quence 
ceae; Hydr 
219857162 
sequence 
vobacteria 
219857125 
ce 27867 
Alicycloba 
219846927 
quence 

ia; Rhizob 


’ 


219846888 
sequence 
teria; Des 


219846871 


biaceae; R 
219846851 


obacteriac 
219846834 
sequence 
ia; Rhizob 


, 


219846764 
ence 32342 
phomonadac 
219846761 


obacterace 
219846737 


Acetobacte 
219846735 
quence 
es; Eubact 
219846650 
33921 
ae; Bacter 
219846524 
nce 35769 
les; Brady 
219846508 
al sequenc 
idiales; C 
219846504 


llaceae; O 
219846443 


ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024824.1 

2689164 269065 
ogenivirga. 
ref|NR_024790.1 

2737379 273875 
les; Flavobacter 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_026519.1 

2993732 299516 
iales; Rhizobiac 


ref |NR_026480.1 
3049889 305136 
ulfovibrionales; 


ref |NR_026463.1 
hizobium/Agrobac 
ref |NR_026443.1 
51 Aquamicrobium 
eae; Aquamicrobi 
ref |NR_026426.1 
131100 313253 
iales; Phyllobac 


Ww 


ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref|NR_026353.1 
79 Xanthobacter 
ae; Xanthobacte 
ref|NR_026329.1 


rium. 
ref |NR_026327.1 
3278074 327953 
eriaceae; Acetob 
ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref |NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026095.1 

3604483 360597 
obacteriales; Fl 
ref|NR_026066.1 


hizo 
ref 


bium/Agrobac 
NR_026059.1 


hizobium/Agrobac 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref |NR_026034.1 


219846386 


gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Hydrogenivirga 
5 Hydrogenivirga 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Alicyclobacillus 
lobacillus herbarius 


Agrobacterium 
8 Agrobacterium 
eae; 


Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionaceae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Aquamicrobium defluvii 
defluvii Bacteria; 
um. 

Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Xanthobacter tagetidis 


tagetidis Bacteria; 
tis 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
2 Acetobacterium 
acterium. 

Bacteroides caccae 
oides caccae Bacteria; 


Blastobacter 

bacter capsulatus 

astobacter. 
Clostridium 

6 Clostridium 

lostridium. 
Sinorhizobium saheli 
saheli Bacteria; 

ifer group; 


Capnocytophaga 
1 Capnocytophaga 


avobacteriaceae; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


ref|NR_025977.1 
3766971 376838 


Desulfovibrio 
7 Desulfovibrio 


gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


425026 Bacteria_16S 
strain PU 16S rib 


Tenericutes; Moll 


425026 Bacteria_16S 
strain PS6 16S ri 


Tenericutes; Moll 


425026 Bacteria_16S 


strain UPM-Ca7 16 


425026 Bacteria_16S 
strain 7 16S ribo 
Clost 
425026 Bacteria_16S 


Clostridia; 


3787782 3787703 5 84 gi|219846372|ref|NR_025963.1 
osomal RNA, partial sequence 3786577 37880 
icutes; Mycoplasmataceae; Mycoplasma. 

3799866 3799787 5 84 gi|219846363|ref|NR_025954.1 
bosomal RNA, partial sequence 3798661 38001 
icutes; Mycoplasmataceae; Mycoplasma. 

3801312 3801225 16 102 gi|219846362|ref|NR_025953.1 
S ribosomal RNA, partial sequence 3800153 3801575 Mesorhizobium 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobi 

3834803 3834716 15 102 gi|219846339|ref|NR_025929.1 
somal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
ridiales; Ruminococcaceae; Ruminococcus. 

3894390 3894303 16 102 gi|219846299|ref|NR_025889.1 


strain F9251 16S 


Novosphingobium. 


425026 Bacteria_16S 


strain NZP 2213 1 


ribosomal RNA, partial sequence 
3966505 3966419 15 101 gi 
GIFU 11526 16S ribosomal RNA, partial 


3968020 3967933 16 
6S ribosomal RNA, 


102 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


425026 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


425026 Bacteria_16S 


strain IAM 13153 


3975351 3975268 15 98 gi 
IAM 14222 16S ribosomal RNA, complete 

ia; Proteobacteria; Alphaproteobacteri 

terium group; Agrobacterium. 

3976765 3976678 15 

16S ribosomal RNA, 


102 gi 
complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


425026 Bacteria_16S 


strain gal 1261 1 


3980916 3980829 16 102 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


425026 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


425026 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


hispanicum strain 
Bacteria; Proteob 


425026 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


425026 Bacteria_16S 


guttiformis strai 
guttiformis Bacte 
Sulfitobacter. 


425026 Bacteria_16S 


strain Ekho Lake- 


4086582 4086496 16 102 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
4107544 4107445 5 104 gi 
ibosomal RNA, partial sequence 


gi 


4240178 4240087 15 105 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
4241637 4241546 15 105 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
37531 37445 15 101 gi 
n Ekho Lake-38 16S ribosomal RNA, part 
ria; Proteobacteria; Alphaproteobacter 


38936 38850 15 101 gi 
162 16S ribosomal RNA, partial sequenc 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


425026 Bacteria_16S 


camporealensis st 
camporealensis Ba 
Corynebacteriacea 


425026 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


425026 Bacteria_16S 


strain 55134 16S 


69393 69315 7 85 gi 
rain CRS-51 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 
e; Corynebacterium. 

104158 104088 15 85 gi 
21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


145321 145243 7 85 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


425026 Bacteria_16S 


helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 


425026 Bacteria_16S 


160588 160510 7 85 gi 
SM 20419 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


v 


203317 203251 17 83 gi 


ia; Proteobacteria; Alphaproteobacteri 


3893217 38946 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
425026 Bacteria_16S 
capsulatum strain 
capsulatum Bacter 


nellaceae; 
219846248 
sequence 
a; Sphingo: 


219846247 


complete sequence 3966839 39683 


obacteriac 
219846242 
sequence 
a; Rhizobi 


219846241 
39756 
llaceae; M 
219846238 


6S ribosomal RNA, partial sequence 3979744 39812 


biaceae; R 
219846162 


4085324 40868 


eae; Syntr 
219846148 


4106362 41078 
icutes; Acholeplasmatales; Acholeplasmat 
425026 Bacteria_16S 


aceae; 
219846042 
nce 42390 
les; Methy 
219846041 
ce 42404 
les; Methy 
265679039 
ial sequen 
ia; Rhodob 


265679038 
e 37787 
hodobacter 
265679018 
sequence 
ae; Actino 


265678994 
10297 


ales; Cory 


265678966 


144082 14559 


ococcineae 
265678956 
quence 
tinomyceta 


265678928 


Achol 


Bartonella. 

ref|NR_025838.1 
3965346 396678 

monadales; Sphin 


ref|NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025832.1 

3974188 397555 
ales; Rhizobiace 


v 


ref|NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025828.1 


hizo 
ref 


bium/Agrobac 
NR_025752.1 


ophomonas. 
ref|NR_025738.1 
18 Acholeplasma 
eplasma. 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref |NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref |NR_029347.1 
ce 36384 37736 
acterales; Rhodo 
ref |NR_029346.1 
39128 Sulfit 
aceae; Sulfitoba 
ref |NR_029326.1 
68186 69586 
mycetales; Coryn 
ref |NR_029302.1 
6 104435 Tsukam 
nebacterineae; T 


ref |NR_029274.1 


; Jonesiaceae; J 
ref |NR_029264.1 

159387 160848 
les; Micrococcin 


ref 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Ruminococcus albus 
Bacteria; Firmicutes; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Mesorhizobium loti 
loti Bacteria; 
um. 
Agrobacterium 
6 Agrobacterium 
ae; 


Mycoplana bullata 
ana bullata Bacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Sulfitobacter 
Sulfitobacter 
bacteraceae; 


Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Corynebacterium 
Corynebacterium 
ebacterineae; 


Tsukamurella pulmonis 
urella pulmonis 


sukamurellaceae; 


Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


NR_029236.1 


Coprothermobacter 


proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 


Coprothermobacter 


425026 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
425026 Bacteria_16S 
limnophilus strai 
limnophilus Bacte 
Planctomyces. 
425026 Bacteria_16S 
strain LC 1 16S r 
Firmicutes; Clost 
425026 Bacteria_16S 
strain Benl02 16S 


ridia; 


204915 204845 16 


in H-6-12 16S ribosomal RNA, 
eria; Dictyoglomi; Dictyoglomales; Dic 


218831 218762 16 


n Mu 290 16S ribosomal RNA, 
ria; Planctomycetes; Planctomycetacia; 


244952 244882 15 


ibosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


250997 250915 16 


ribosomal RNA, partial sequence 


86 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
complete sequence 203662 205201 Dictyoglomus 
tyoglomaceae; Dictyoglomus. 
86 gi| 265678917 |ref|NR_029225.1| Planctomyces 
complete sequence 217606 219133 Planctomyces 
Planctomycetales; Planctomycetaceae; 
85 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
243690 245115 Megasphaera elsdenii Bacteria; 
Megasphaera. 
98 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
249819 251249 Amaricoccus veronensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

425026 Bacteria_16S 259932 259846 15 101 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

425026 Bacteria_16S 276486 276418 16 84 gi| 265678876 |ref|NR_029182.1| Helicobacter bilis 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

425026 Bacteria_16S 287043 286973 14 84 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 
strain 01008 16S ribosomal RNA, partial sequence 285875 287290 Mycoplasma testudinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

425026 Bacteria_16S 348182 348104 7 85 gi| 265678826 |ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

425026 Bacteria_16S 358346 358260 15 101 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

425026 Bacteria_16S 359882 359804 7 85 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
425026 Bacteria_16S 361428 361350 7 85 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

425026 Bacteria_16S 379441 379355 15 101 gi|265678802|ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

425026 Bacteria_16S 427261 427183 7 85 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

425026 Bacteria_16S 430348 430270 7 85 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

425026 Bacteria_16S 496316 496238 7 85 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

425026 Bacteria_16S 504041 503955 15 101 gi|265678716|ref|NR_029021.1]| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

425026 Bacteria_16S 507110 507040 15 85 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

425026 Bacteria_16S 572635 572549 15 101 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 

425026 Bacteria_16S 574109 574031 7 85 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

425026 Bacteria_16S 596650 596556 8 102 gi|265678655|ref|NR_028960.1| Actinomyces funkei 


strain CCUG 42773 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


595455 596820 Actinomyces funkei Bacteria; 


425026 Bacteria_16S 
grignonense strai 
grignonense Bacte 
425026 Bacteria_16S 


paurometabolica s 


680129 680043 16 102 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
740746 740669 8 85 gi 
train YIM 90007 16S ribosomal RNA, par 


265678596 
uence 
ia; 


Rhizob 
265678554 
tial seque 


ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028858.1| Saccharomonospora 
nce 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 


425026 Bacteria_16S 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


425026 Bacteria_16S 


marinus subsp. pa 


; Pseudonocardiaceae; Saccharomonospor 


816292 816222 15 85 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


a. 


al 


879777 879691 17 103 gi 


265678502 
ence 81510 


es; 


265678459 
storis strain PCC 9511 16S ribosomal RNA, partia 


Pseu 


Pseudonocardia 
nocardia zijingensis 


ref|NR_028805.1 
9 816530 Pseudo 


donocardineae; Pseudonocardiaceae; 
ref|NR_028762.1| Prochlorococcus 
1 sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


425026 Bacteria_16S 


koreensis strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Catellatospora. 

425026 Bacteria_16S 929072 928986 15 101 gi| 265678426 
nubinhibens strain ISM 16S ribosomal RNA, partial sequence 92790 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
425026 Bacteria_16S 930555 930469 15 101 gi| 265678425 
strain DSS-3 16S ribosomal RNA, partial sequence 929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
425026 Bacteria_16S 939866 939788 6 84 gi| 265678419 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 94015 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliore 
425026 Bacteria_16S 1072880 1072783 7 104 gi| 265678329 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial seque 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobac 
Vitellibacter. 

425026 Bacteria_16S 1164971 1164882 16 105 gi| 228720667 


DSM 20544 16S rib 
Bacteria; Firmicu 


425026 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


425026 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


425026 Bacteria_16S 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 13039 
eriaceae; 

228719132 


Bacteria; Firmicu 


425026 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


425026 Bacteria_16S 


HEL-45 16S riboso 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
425026 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
425026 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


425026 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


425026 Bacteria_16S 


strain DSM 5901 1 


DSM 5900 16S ribo 
Alphaproteobacter 


425026 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


425026 Bacteria_16S 


osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1177127 1177041 16 102 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1263036 1262966 15 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1303670 1303580 15 105 gi 


al 


tes; Clostridia; Clostridiales; Eubact 
1363137 1363051 15 101 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
1379849 1379763 15 101 gi 
mal RNA, partial sequence 


ne 


1421873 1421795 7 85 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1445060 1444974 15 101 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


1612951 1612865 15 101 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1 
ri: 


1647872 1647786 15 101 gi 


Ac 


1649369 1649283 15 101 gi 


ia; Rhodospirillales; Acetobacteraceae; 


1657001 1656915 16 102 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


s 
er 


e; Prochlorococcus. 
882846 882768 7 85 gi| 265678456 
LM042 16S ribosomal RNA, partial sequence 88163 


1163739 11652 
nellaceae; 
228718376 
1175949 11773 
idiaceae; 

219846681 


es; 


219846514 


e 


terales; 
228717469 
1378686 1380064 Ocean 
hodobacter 
224581444 
1 sequence 
ridae; Act 


224581424 
sequence 
teria; 


219878468 
sequence 


a; 


219878444 
6S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
425026 Bacteria_16S 


etobacte 
219878443 
somal RNA, partial sequence 1648203 1649649 Stell 
Stella. 
219878437 
equence 


ia; 


1663166 1663096 15 85 gi 


219878433 


12618 
Cory 


13619 
R 


Rho 


Rhodo 


Rhiz 


ref|NR_028758.1 
0 883139 Catell 
omonosporineae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; Roseovarius. 
ref|NR_028727.1| Ruegeria pomeroyi 
3 Ruegeria pomeroyi Bacteria; 
aceae; Ruegeria 


Roseovarius 
arius nubinhibens 


ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 
stis. 

ref|NR_028631.1| Vitellibacter 

nce 1071687 1073086 Vitellibacter 
teriales; Flavobacteriaceae; 
ref|NR_027596.1| Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 

Mitsuokella. 
ref|NR_027573.1| Clostridium bartlettii 
77 Clostridium bartlettii DSM 16795 


Clostridium. 

ref|NR_026273.1| Dietzia natronolimnaea 
51 1263306 Dietzia natronolimnaea 
nebacterineae; Dietziaceae; Dietzia. 
ref|NR_026106.1| Eubacterium 

66 Eubacterium cellulosolvens 6 
Eubacterium. 

ref|NR_027580.1] Octadecabacter 

76 1363364 Octadecabacter antarcticus 307 
hodobacteraceae; Octadecabacter. 
ref|NR_027563.1| Oceanibulbus indolifex 
ibulbus indolifex HEL-45 Bacteria; 
aceae; Oceanibulbus. 

ref|NR_027226.1] Arthrobacter 


1420664 14221 
inomycetales; M 


6 
a 


4 Arthrobacter 
crococcineae; 


ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Loktanella 
8 Loktanella 
obacteraceae; 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref|NR_025583.1] Stella vacuolata 
52 Stella vacuolata Bacteria; 

raceae; Stella. 
ref|NR_025582.1 
a humosa Bacteri 


Stella humosa strain 
a; Proteobacteria; 


ref|NR_025576.1 
1655822 165727 


Ochrobactrum 
4 Ochrobactrum 
obiales; Brucellaceae; Ochrobactrum. 


philippinense strain A 80407 16S ribosomal RNA, partial sequence 


ref |NR_025572.1| Kibdelosporangium 
1661967 1663456 Kibdelosporangium 


philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 


425026 Bacteria_16S 
aridum subsp. lar 


1664706 1664636 15 


Kibdelosporangium aridum subsp. 


Actinomycetales; 
425026 Bacteria_16S 
strain R-8904 16S 


425026 Bacteria_16S 
vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 
425026 Bacteria_16S 
cardiffensis stra 


Actinomycetaceae; 
425026 Bacteria_16S 
strain SPR2 16S r 


Pseudonocardineae; 


1712001 1711915 15 


1736346 1736252 8 


1739392 1739298 8 


1759328 1759258 15 


85 


gi 


gum strain SKF-AAD-609 16S ribosomal RNA, partia 


largum Bacteria 


101 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


102 


102 


85 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


425026 Bacteria_16S 


1781885 1781807 7 


85 


strain 4-0 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


425026 Bacteria_16S 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 
425026 Bacteria_16S 
nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 

425026 Bacteria_16S 
suimastitidis str 
suimastitidis Bac 
Actinomycetaceae; 
425026 Bacteria_16S 


kongjuensis strain LM 157 16S ribosomal RNA, partial sequ 
ria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


kongjuensis Bacte 
Pseudonocardiaceae; 
425026 Bacteria_16S 


spinosispora strain LM 141 16S ribosomal RNA, partial s 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


Pseudonocardiaceae; 
425026 Bacteria_16S 


1816844 1816774 15 


1874754 1874676 7 


1902376 1902282 8 


1924823 1924753 15 


1950812 1950742 15 


1952386 1952292 8 


85 


85 


102 


85 


85 


102 


Pseudonocardiaceae; 


gi 
17 


gi 


ain R10176 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


gi 


in CCUG 44997 16S ribosomal RNA, parti 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


gi 
17 


219878432 |ref 


219878400 
10844 17122 


ref 


219878384 
sequence 


ref 
zi 


219878382 
al sequenc 


ref 
el 


219878366 
58120 17596 


ref 


Corynebacterineae; 


gi 
17 


Microc 


gi 


43828 16S ribosomal RNA, partial sequence 18156 
acteria; Actinobacteridae; Actinomycet 


gi 


M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


gi 


ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


gi 


gi 


gi 


strain CCUG 41706 16S ribosomal RNA, partial sequence 


425026 Bacteria_16S 


simulans strain UCL553 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinob 
Corynebacterium. 
425026 Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


425026 Bacteria_16S 
micronuciformis s 
micronuciformis B 
425026 Bacteria_16S 
inexpectatum stra 


Albidovulum. 
425026 Bacteria_16S 
strandjordii stra 


Tsukamurellaceae; 
425026 Bacteria_16S 
singaporensis str 
singaporensis Bac 
Nocardioidaceae; 

425026 Bacteria_16S 


yonseiensis strain KBl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicutes; 


acteria; 


2037482 2037404 7 


2066717 2066639 7 


2141285 2141215 15 


Firmicutes; 
2153344 2153258 15 


2306728 2306658 15 


2344480 2344402 7 


2388527 2388434 8 


Clostridia; 


85 


85 


85 


101 


85 


in ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 


85 


102 


gi 


gi 


gi 


train AIP 412.00 16S ribosomal RNA, pa 


Clostridia; Clost 


gi 


in FRR-10 16S ribosomal RNA, partial s 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacte 


gi 


compl 


gi 


ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Actinopolymorpha. 


gi 


219878349 
80670 17821 


ref 


occineae; 
219878325|ref 
461 
ales; 
219878285 
sequence 
Ac 


ref 
al 


219878262 |ref 
ial sequence 1 


219878245 
ence 
Actinomyc 


ref 


219878228 
equence 


ref 


219878227 
19511 


ref 


219878170 
e 20362 
es; 


ref 
al 


219878146 
20655 
ales; Micrococ 
219857641 |ref 
rt 
ridiales; 
219857633 
equence 

ria; 


ref 


Veil 
ref 


ND 


219857525|ref 
ete sequence 
Actinomyceta 


219857498 
sequence 
Actinomycet 


ref 


219857468 |ref 


1 sequence 
; Actinobacteria; Actinobacteridae; 
Kibdelosporan 


Actinomycet 


Actinomyceta 


Pseudono 


tinomycetale 


Actinomycet 


1923611 192512 
etal 


1949601 195111 
Actinomyceta 


63 1952590 Actino 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Ac 


84 2037751 Coryne 
Corynebacterineae; 
12 2067008 Microc 


ial sequence 


152193 21536 
Rhodobacterales; 


2343294 234473 


NR_025571.1 


gium. 
NR_025539.1 


Loktanel 
NR_025523.1 
735130 17366 
ales; 


NR_025521.1 
738160 17396 
les; 


NR_025505.1 


Gordoniace 
NR_025488.1 


NR_025464.1 
817129 Kibdel 
cardineae; 


NR_025424.1 
873541 187493 
s; Micrococc 


NR_025401.1 
901160 190257 
ales; 


NR_025384.1 
es; 
NR_025367.1 
les; 
NR_025366.1 


tinomycetace 
NR_025309.1 


c 
NR_025285.1 


cineae; Micr 
NR_025230.1 

214009 
lonellaceae; 
NR_025222.1 
0 
Rhod 


NR_025113.1 

230551 
les; Coryneb 
NR_025086.1 


ales; Propio 


1 


2 
Actinomycineae; 


8 
Actinomycineae; 


P 


Kibdelosporangium 
1663507 1664980 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 
aceae; 


a. 
Actinomyces 
2 Actinomyces 


Actinomyces 
1 Actinomyces 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
ae; 


Gordonia. 
Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
Micrococcaceae; 


Citricoccus. 

Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Pseudonocardia 
2 Pseudonocardia 


Pseudonocardineae; 


Pseudonocardia 
2 Pseudonocardia 


Pseudonocardineae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Albidovulum 

1 Albidovulum 
obacteraceae; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Actinopolymorpha 
5 Actinopolymorpha 


nibacterineae; 


Thermoanaerobacter 


NR_025056.1 


2387307 2388807 Thermoanaerobacter yonseiensis 
Thermoanaerobacteraceae; 


Thermoanaerobacter. 


425026 Bacteria_16S 
strain CM-10 16S 


425026 Bacteria_16S 
strain CM-01 16S 


425026 Bacteria_16S 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycetocola. 


Microbacteriaceae; 
425026 Bacteria_16S 


thermoruber strain BT2 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
425026 Bacteria_16S 

strain SG3902 16S 
Firmicutes; 
425026 Bacteria_16S 


mediterraneus strain CH-B427 16S ribosomal RNA, partial 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 
425026 Bacteria_16S 


2894754 2894676 7 


2896249 28961717 


2897743 2897665 7 


3002671 3002593 7 


Bacillales; 
3017793 3017703 16 


Halanaerobiales; 
3063340 3063254 15 


3093242 30931647 


85 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


85 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


85 


85 


105 


ribosomal RNA, partial sequence 


Clostridia; Halobacteroidaceae; 


101 


85 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


425026 Bacteria_16S 


strain N2 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 


425026 Bacteria_16S 


strain N1 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 


425026 Bacteria_16S 


riegelii strain DMMZ 241 
Actin 


riegelii Bacteria; 
Corynebacteriaceae; 
425026 Bacteria_16S 
pontiacus ChLG-10 16S 
Bacteria; 
425026 Bacteria_16S 


heliothermus strain EL-2 


heliothermus Bacteria; 
Antarctobacter. 
425026 Bacteria_16S 


proteolyticus strain DSM 20540 16S ribosomal RNA, partial 
proteolyticus Bacteria; 


425026 Bacteria_16S 
platensis strain 
Bacteria; Firmicutes; 
425026 Bacteria_16S 


Proteobacteria; 


3108260 3108174 15 
RNA, 


3109725 3109639 15 
RNA, 


3120410 3120332 7 


3144321 3144235 15 
ribosomal 


3162649 3162563 15 


3170223 3170146 7 


Deinococcus-Thermus; 
3220360 3220294 17 


Clostridia; 
3246206 3246136 16 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 
425026 Bacteria_16S 
strain DSM 44140 


425026 Bacteria_16S 
aurantiaca DSM 43 


Micromonospora. 
425026 Bacteria_16S 
strain DSM 9580 1 


425026 Bacteria_16S 


strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


425026 Bacteria_16S 


proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 
proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; 


425026 Bacteria_16S 


strain DSM 44015 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


425026 Bacteria_16S 


Listeriaceae; 


Listeria. 
3321868 3321798 15 


3346159 3346081 7 


3352270 3352192 7 


3356914 3356836 7 


3366234 33661577 


3381341 3381271 15 


3453357 3453279 7 


101 


complete sequence 
Rhodobacterales; 


101 


complete sequence 
Rhodobacterales; 


85 


5 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Actinomyceta 
Corynebacterium. 


101 


RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; 


101 


19 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


84 


Deinococci 


83 


3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


86 


85 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


85 


813 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


85 


84 


85 


complete sequence 


85 


gi| 219856860 
2893553 28949 


gi| 219856859 
2895048 28964 


219856858 
sequence 


gi 


219846922 
30014 
Brevibacillus 
gi|219846912 
3016582 30179 
Oren 
219846880 
sequence 


gi 


gi 


gi| 219846860 
3092041 30935 


gi| 219846850 
3107102 31085 

Rhodobacter 
gi|219846849 
3108566 31099 

Rhodobacter 
gi|219846842 


219846826 

31431 
R 
219846814 


gi 


gi 
Rhodo 


219846808 
sequenc 
; Deinococ 
219846774 
32191 


gi 


gi 


gi| 219846757 
3244997 32464 


gi|219846705 


219846687 
33449 


gi 


gi| 219846683 


gi|219846679 
gi|219846673 


219846662 
33801 


gi 


gi|219846608 


Actinomycetales; 


Rhodobacterales; 


Thermodesulfobiaceae; 


Clostridiaceae; 


Corynebacterineae; 


ref |NR_024679.1 


ref |NR_024678.1 


ref|NR_024677.1 
2896542 289798 


ref |NR_026514.1 


ref |NR_026504.1 
ia. 
ref |NR_026472.1 

3062186 306360 


ref |NR_026452.1 


ref|NR_026442.1 
aceae; 
ref|NR_026441.1 


aceae; 
ref|NR_026434.1 

3119211 312059 
les; 


ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026406.1 
161511 316291 
bacterales; 


Ww 


ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026366.1 
55 3220600 Coprot 
Cc 


ref|NR_026349.1 


ref |NR_026297.1 
Gordoniacea 


ref |NR_026279.1 


ref|NR_026275.1 
; Microbacteriac 
ref|NR_026271.1 


; Dermabacterace 
ref|NR_026265.1 
336503 


ref |NR_026254.1 
49 3381618 Gordon 


ref 


Gordoniaceae; 


Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 
Microbacteriaceae; Mycetocola. 


Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 
Microbacteriaceae; Mycetocola. 


Mycetocola 
5 Mycetocola 


Micrococcineae; 


Brevibacillus 


33 3002946 Brevibacillus thermoruber 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Sulfitobacter 
0 Sulfitobacter 


Rhodobacteraceae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
; Micrococcaceae; 


Kocuria. 
Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 
Rhodovulum. 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 
Rhodovulum. 


Corynebacterium 
3 Corynebacterium 


Corynebacterineae; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 


Rhodobacteraceae; 


Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Micromonospora 


50 3346425 Micromonospora aurantiaca 
Micromonosporineae; 


Micromonosporaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Caloramator 

4 3366453 Caloramator 
Caloramator. 

Gordonia hydrophobica 
ia hydrophobica 
Gordonia. 


NR_026200.1 


Micrococcus lylae 


strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 


425026 Bacteria_16S 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


425026 Bacteria_16S 
glomerans strain 


3479255 3479161 8 


3497395 3497317 8 


glomerans PW2 Bacteria; Actinobacteria; 


Coriobacteriaceae; 
425026 Bacteria_16S 
strain ATCC 51856 


425026 Bacteria_16S 


Coriobacterium. 


3498910 3498816 8 


3512440 3512362 7 


102 gi 


86 gi 


102 gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


85 gi 


219846590 


219846578 


DSM 20642 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


219846577 


219846568 


lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 


lacticum Bacteria; 
Microbacterium. 
425026 Bacteria_16S 


3602670 3602576 8 


102 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


19846505 


34976 


ref|NR_026182.1 


ref |NR_026170.1 
3496207 349764 


ref|NR_026169.1 


ref|NR_026160.1 
3511236 351270 


ref |NR_026097.1 
3601450 360294 


2 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; 


425026 Bacteria_16S 
strain 4229 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


425026 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 


425026 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


425026 Bacteria_16S 


alkalitolerans st 
alkalitolerans Ba 


Clostridia; 


Actinomyces. 


3860448 3860378 14 84 gi 
icutes; Mycoplasmataceae; Mycoplasma. 
3880420 3880350 14 84 gi 


ain W4 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhodobacte 
4059193 40591157 85 gi 
rain YIM 70010 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacteridae 


219846322 
3859256 38606 


219846309 


S ribosomal RNA, complete sequence 3879197 38807 
Clostridiales; Clostridiaceae; Caloramator. 
3954560 3954474 15 101 gi| 219846256 |ref|NR_025846.1 


219846181 


sequence 
Actinomycetales; 


ref |NR_025912.1 


ref|NR_025899.1 


rales; Rhodobacteraceae; 
ref|NR_025771.1 
1 sequence 4057969 405944 
; Actinomycetales; Micro 


Micrococcaceae; Citricoccus. 


425026 Bacteria_16S 


KMM 3905 16S ribosomal R 
Actino: 


Actinobacteridae; 
425026 Bacteria_16S 


leptinotarsae strain LD- 
leptinotarsae Bacteria; 


425026 Bacteria_16S 
delicatus strain 
delicatus Bacteria; 
Sulfitobacter. 
425026 Bacteria_16S 


strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


425026 Bacteria_16S 


methylohalidivorans strain MB2 16S ribosomal RNA, parti 
methylohalidivorans Bacteria; Proteobacteria; Alphaprot 


Leisingera. 
425026 Bacteria_16S 
alaskensis strain 
Bacteria; 
425026 Bacteria_16S 


KMM 358 
Prot 


4125799 41257217 


4145795 41457175 


4167329 4167243 15 


4168811 4168725 15 


4232630 4232544 15 


51130 51061 15 


All 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfov 


70866 70777 16 


85 gi 


NA, partial sequence 4124587 4126026 Ko 
mycetales; Micrococcineae; Micrococcaceae; 


83 gi 


1B 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


101 gi 


4 16S ribosomal RNA, partial sequence 
eobacteria; Alphaproteobacteria; 


101 gi 


101 gi 


84 gi 


complete sequence 


105 gi 


219846133 


219846117 


Entomoplasmatales; Spiroplasmata 


219846102 


219846101 


219846047 


265679030 


265679017 


succinivorans strain S1-1 16S ribosomal RNA, partial sequence 


succinivorans Bacteria; 


425026 Bacteria_16S 


Firmicutes; 
148228 148151 8 


Clostridia; 


85 gi 


Clostri 


265678964 


aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


Kineosporiaceae; 
425026 Bacteria_16S 


Kineococcus. 


246386 246309 8 


85 gi 


265678898 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
425026 Bacteria_16S 


strain 2678 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 
425026 Bacteria_16S 
japonicum strain 


Cryptosporangium. 
425026 Bacteria_16S 


315977 315892 16 


343589 343512 8 


351086 351001 16 


101 gi 


85 


gi 


101 gi 


265678850 


314818 31623 


265678829 


YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678824 


curia marina Bacter 


Rhodobacterales; 


al sequence 4231451 423288 
eobacteria; 


49907 
ibrionales; 


diales; Veillonellaceae; §S 


Actinomycetales; Kineospo 


Actinomycetales; 


ref|NR_025723.1 
Kocuria. 
ref|NR_025707.1 

4144567 414608 
ref |NR_025692.1 
166170 416759 
Rhodoba 


rs 


ref |NR_025691.1 


Sulfitoba 
NR_025637.1 


ref 
Rhodobacterale 


ref |NR_029338.1 
51436 Desulf 
Desulfovibrion 
ref |NR_029325.1 
69637 71125 


ref |NR_029272.1 
147044 148460 


ref|NR_029206.1 
245166 246646 
Coryneba 


ref|NR_029155.1 


ref |NR_029134.1 
342395 343854 
Frankineae 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
Actinomycetaceae; Actinomyces. 


Coriobacterium 
1 Coriobacterium 


Coriobacteriales; Coriobacterineae; 


Actinomyces radingae 


92 3499120 Actinomyces radingae Bacteria; 
Actinomycetaceae; Actinomyces. 


Microbacterium 
9 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Rhodovulum 


ce 3953399 3954787 Rhodovulum sulfidophilum 


Rhodovulum. 
Citricoccus 

8 Citricoccus 

coccineae; 


Kocuria marina strain 
ia; Actinobacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Desulfovibrio 
ovibrio alaskensis 
aceae; Desulfovibrio. 
Schwartzia 
Schwartzia 
chwartzia. 
Kineococcus 
Kineococcus 
riineae; 
Rhodococcus 
Rhodococcus 


cterineae; Nocardiaceae; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 
kettsiaceae; Rickettsieae; 


Rickettsia; typhus 
Cryptosporangium 
Cryptosporangium 

; Cryptosporangiaceae; 


ref |NR_029129.1 


Paracoccus kocurii 


strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


425026 Bacteria_16S 365879 365794 16 101 gi|265678811|ref|NR_029116.1 
strain A3 16S ribosomal RNA, partial sequence 364736 36609 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger 
425026 Bacteria_16S 428802 428725 8 85 gi|265678769|ref|NR_029074.1 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Corynebacteriaceae; Corynebacterium. 

425026 Bacteria_16S 438140 438063 8 85 gi| 265678763 |ref|NR_029068.1 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Amycolatopsis. 

425026 Bacteria_16S 477738 477653 16 101 gi| 265678733 |ref|NR_029038.1 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacte 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

425026 Bacteria_16S 494811 494734 7 84 gi| 265678722 |ref|NR_029027.1 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 

425026 Bacteria_16S 528399 528314 16 101 gi|265678700|ref|NR_029005.1 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydr 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; En 
425026 Bacteria_16S 549741 549652 16 105 gi|265678686|ref|NR_028991.1 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 55004 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

425026 Bacteria_16S 575616 575531 16 101 gi| 265678669 |ref|NR_028974.1 
strain S-606 16S ribosomal RNA, partial sequence 574450 575812 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
425026 Bacteria_16S 584587 584502 16 101 gi| 265678663 |ref|NR_028968.1 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 

425026 Bacteria_16S 587591 587506 16 101 gi|265678661|ref|NR_028966.1 
strain Iso-46 16S ribosomal RNA, partial sequence 586359 587854 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
425026 Bacteria_16S 613362 613277 16 101 gi| 265678643 |ref|NR_028948.1 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychr 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Ps 
425026 Bacteria_16S 631571 631494 8 85 gi|265678630|ref|NR_028935.1 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytoco 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Derm 
425026 Bacteria_16S 643866 643777 16 105 gi|265678622|ref|NR_028927.1 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacte 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

425026 Bacteria_16S 655844 655759 16 101 gi|265678613|ref|NR_028918.1 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
Psychrobacter. 

425026 Bacteria_16S 658859 658770 15 104 gi|265678610|ref|NR_028915.1 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

425026 Bacteria_16S 696825 696752 8 81 gi| 265678585 |ref|NR_028890.1 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacte 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

425026 Bacteria_16S 727051 726962 16 105 gi|265678564|ref|NR_028868.1 


strain 19glyl 16S 
Firmicutes; Clost 


425026 Bacteria_16S 


histaminiformans 
histaminiformans 


425026 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


425026 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


425026 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


425026 Bacteria_16S 


strain AMX51 16S 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
736057 735988 16 85 gi 
strain MR2 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Clostridia; Clos 
765633 765544 16 105 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
825394 825306 15 102 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826896 826808 15 102 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 


725825 72731 


824212 825662 Bosea 


825713 827158 Bosea 


Succinisp 
265678558 
sequence 

tridiales; 
265678536 
nce 76438 
nellaceae; 
265678496 


sea. 
265678495 


sea. 
265678484 


843653 843565 15 102 gi 
ribosomal RNA, partial sequence 


9 Succinispira 
ira. 
ref |NR_028862.1 

734793 736329 
Veillonellaceae 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref |NR_028799.1 
vestrisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


, 


ref 


Salipiger mucosus 


9 Salipiger mucosus Bacteria; 


Corynebacterium 
Corynebacterium 
acterineae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Enhydrobacter 

obacter aerosaccus 

hydrobacter. 
Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Psychrobacter pulmonis 
pulmonis Bacteria; 
Lary 

Paracoccus 

Paracoccus 
obacteraceae; 


Psychrobacter faecalis 
faecalis Bacteria; 
rs 

Psychrobacter 
obacter nivimaris 
ychrobacter. 
Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 
Sporomusa ovata strain 
ria; Firmicutes; 


Psychrobacter 
Psychrobacter 


axellaceae; 


Anaerostipes caccae 


caccae Bacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Succinispira mobilis 


mobilis Bacteria; 


Allisonella 
Allisonella 
Allisonella. 
Mitsuokella 
kella jalaludinii 


’ 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


NR_028787.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


842468 843949 Bosea minatitlanensis Bacteria; 


425026 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


425026 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


425026 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


425026 Bacteria_16S 


strain SJ 16S rib 
Proteobacteria; D 


425026 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


425026 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


Sapovorans strain 
Bacteria; Firmicu 


425026 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


425026 Bacteria_16S 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


425026 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


425026 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


425026 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


425026 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


425026 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


425026 Bacteria_16S 
strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 13709 


Bacteria; Proteob 


425026 Bacteria_16S 


HTCC2155 strain H 
HTCC2155 Bacteria 


425026 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


425026 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


425026 Bacteria_16S 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


425026 Bacteria_16S 


846781 846712 15 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
852626 852549 8 85 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 

866404 866335 15 84 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


84 gi 


936809 936720 16 
osomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
970759 970682 7 84 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; 


105 gi 


Deltaproteobac 


985985 985896 15 
6S ribosomal RNA, 


104 gi 


993861 993793 16 84 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
1134660 1134583 8 85 gi 


CECT 5990 16S ribosomal RNA, partial s 


e; Corynebacterium. 


1257094 1256997 8 104 gi 


acteria; Actinobacteridae; Actinomycet 


1302159 1302090 16 85 gi 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 
1305269 1305200 16 85 
ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1325178 1325109 16 85 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1361668 13615715 102 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 
1364609 1364520 15 104 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1370738 1370653 16 101 gi 


gi 


Thermoanaerobacterale 


’ 


acteria; Alphaproteobacteria; Rhodobac 
1372252 13721515 105 gi 
TCC2155 16S ribosomal RNA, partial seq 
; Lentisphaerae; Lentisphaerales; Lent 
1423440 1423355 16 101 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1446600 1446515 16 101 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1451107 1451030 8 85 gi 
in PG 39 16S ribosomal RNA, partial se 


e; Corynebacterium. 
1470696 1470611 16 


101 gi 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
425026 Bacteria_16S 


a; Actinobacteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 1255896 12573 


1304017 13055 


14453911 


eria; Actinobacteria; Actinobacteridae; 


s; Thermoa 
219846460 


s; Thermoa 


219878140 
sequence 
Thermoana 


228719712 
ence 13604 
idimicrobi 


228719063 
13634 

Ruminococc 

228718299 


terales; R 
228718145 
uence 

isphaerace 
224581443 
ence 14222 
nadales; M 
224581423 
4468 
oraxellace 
224581420 
quence 
Acti 


: nomy' 


hodo. 


Orax 


265678482 |ref|NR_028785.1| Clostridium scindens 
845553 847081 Clostridium scindens Bacteria; 
Clostridium. 
265678478 |ref|NR_028781.1| Kineococcus 
1 sequence 851409 852783 Kineococcus 
e; Actinomycetales; Kineosporiineae; 
265678468|ref|NR_028771.1| Sulfurospirillum 
sequence 865186 866674 Sulfurospirillum 
cteria; Campylobacterales; Campylobacteraceae; 
265678421|ref|NR_028723.1| Bacteriovorax marinus 
935581 937044 Bacteriovorax marinus Bacteria; 
Bacteriovoracaceae; Bacteriovorax. 
265678397|ref|NR_028699.1| Desulfovibrio 
uence 969528 971049 Desulfovibrio 
teria; Desulfovibrionales; Desulfovibrionaceae; 
265678387|ref|NR_028689.1| Acholeplasma vituli 
5 Acholeplasma vituli Bacteria; 
eplasma. 
265678382|ref|NR_028684.1| Syntrophomonas 
ce 992614 994134 Syntrophomonas sapovorans 
phomonadaceae; Syntrophomonas. 
253680767|ref|NR_028015.1| Corynebacterium 
equence 1133500 1134881 Corynebacterium 
ales; Corynebacterineae; 
219857144|ref|NR_024772.1| Corynebacterium 
49 Corynebacterium efficiens YS-314 
ales; Corynebacterineae; Corynebacteriaceae; 
219846639|ref|NR_026231.1| Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


ref|NR_027584.1| Acidimicrobium 
61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 


, 


Ruminococcus lactaris 
coccus lactaris ATCC 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococcus. 
ref|NR_027572.1| Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
bacteraceae; Oceanicola. 
ref|NR_027571.1| Lentisphaera araneosa 
1371035 1372512 Lentisphaera araneosa 
ae; Lentisphaera. 
ref|NR_027225.1 
15 1423690 Psychr 
ellaceae; Ps 
ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027201.1 
1449903 145131 
cetales; Coryneb 


Psychrobacter 
obacter maritimus 
ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 
r. 
Corynebacterium 
6 Corynebacterium 
acterineae; 


224581406 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
pacificensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 


ref|NR_027187.1] Psychrobacter 
1469465 1470990 Psychrobacter 


425026 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


425026 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


425026 Bacteria_16S 


echinoides strain 
echinoides Bacter 


425026 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


425026 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


strain NF23 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


425026 Bacteria_16S 


thomasii strain D 


thomasii Bacteria; 


Anaerobiospirillu 


425026 Bacteria_16S 


strain DSM 1672 1 
Firmicutes; Clost 


425026 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


425026 Bacteria_16S 


marincola strain 
marincola Bacteri 


425026 Bacteria_16S 


submarinus strain 
submarinus Bacter 


425026 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


425026 Bacteria_16S 


strain DSM 2875 
Firmicutes; Clost 
425026 Bacteria 
strain DSM 5090 
Firmicutes; Clost 
425026 Bacteria 
strain DSM 3132 
Firmicutes; Clost 
425026 Bacteria 
strain NN0O15840 


16S 


16S 


16S 


1524990 1524901 16 105 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1611470 1611385 16 101 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


1704441 1704353 15 102 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1710515 1710438 8 85 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


s 
a; 


al 


1722722 1722637 16 101 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1724263 1724178 16 101 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1734818 1734749 15 84 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
1742483 1742394 16 105 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


gi 


ue 


qu 
v 


m. 


1748591 1748522 16 85 


gi 
ridia; Clostridiales; Veillonellaceae; 
1783370 1783302 16 84 gi 
16S ribosomal RNA, partial sequence 

teria; Fusobacteriales; Fusobacteriace 
1826109 1826024 16 101 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1827587 1827502 16 101 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1880846 1880757 16 105 gi 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
1882426 1882357 16 85 gi 


ae 


ue 


v 


qu 
a; 


ue 
le 


ridia; Clostridiales; Veillonellaceae; S 


1884002 1883913 16 105 gi 
ridia; Clostridiales; Veillonellaceae; 
1885582 1885493 16 105 gi 


s 


ridia; Clostridiales; Veillonellaceae; 
2065197 2065101 8 104 gi 


s 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 
425026 Bacteria_16S 2142759 2142671 16 104 gi|219857640|ref|NR_025229.1 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 214301 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobact 
425026 Bacteria_16S 2159339 2159254 16 101 gi|219857629|ref|NR_025218.1 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 215819 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales 
Paracoccus. 

425026 Bacteria_16S 2176121 2176036 16 101 gi|219857616|ref|NR_025205.1 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
425026 Bacteria_16S 2195802 2195725 8 85 gi|219857602|ref|NR_025190.1 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 219603 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 

425026 Bacteria_16S 2300625 2300537 15 102 gi|219857530|ref|NR_025118.1 
strain 63287 16S ribosomal RNA, partial sequence 2299447 23008 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
425026 Bacteria_16S 2324996 2324899 7 104 gi|219857513|ref|NR_025101.1 


strain LMG S-1926 


219857527 


ne 

219878469 
ue 
ia 


219878405 


219878401 
ce 


219878393 
1721510 17230 
or 
219878392 
1723051 17245 
or 
219878385 


ia 
219878379 
Aeromonad 
219878375 
6S ribosomal RNA, partial sequence 1747351 17488 


M 
219878348 


219878319 


219878318 


219878279 


219878278 


6S ribosomal RNA, partial sequence 1881182 18827 


219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878276 
6S ribosomal RNA, partial sequence 1884339 18858 


219878147 
6S ribosomal RNA, partial sequence 2063988 20654 


ref|NR_025115.1 
42 1525238 Selen 
Selenomonas. 
ref|NR_025608.1 
1610323 161174 
acterales; Rhod 


15237 
llaceae; 


nce 
Rhodob 


v 


ref|NR_025544.1 
1703281 170468 
ales; Methylocys 
ref|NR_025540.1 
12 1710793 Coryn 
nebacterineae; 


equence 
Rhizobi 


17093 
es; Cory 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobact 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025524.1 

1733638 173507 
hnospiraceae; Ps 
ref|NR_025518.1 

1741287 174278 
ales; Succinivib 


axellace 


axellace 


nce 
les; Lac 


ence 


v 


ref|NR_025514.1 


egamonas. 
ref|NR_025487.1 
75 1783536 Sneath 
ia. 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 
ence 1826365 182779 
Pseudomonadales; Moraxe 
ref|NR_025418.1 

1879598 188113 
onellaceae; Prop 
ref|NR_025417.1 
05 Sporomusa 


17821 
Sneath 


, 


nce 
Pseudomo 


nce 


s; Veill 


ref|NR_025416.1 
88 Sporomusa 
poromusa. 
ref 


poromusa 


NR_025415.1 


poromusa. 
ref 


NR_025286.1 


4 16S ribosomal RNA, partial sequence 


fo} 


fo} 


e 
c 


e 


Selenomonas sputigena 
monas sputigena 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 
Psychrobacter luti 
luti Bacteria; 
r. 
Psychrobacter 
fozii Bacteria; 
r. 
Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


fozii 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Sneathia sanguinegens 
ia sanguinegens 


Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 

Psychrobacter 

2 Psychrobacter 

llaceae; Psychrobacter. 
Propionispora 

1 Propionispora 

ionispora. 

Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 


Cellulophaga baltica 


61 Cellulophaga baltica Bacteria; 


Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Paracoccus 

4 2159597 Paracoccus 
Rhodobacteraceae; 


’ 


Psychrobacter jeotgali 
jeotgali Bacteria; 

r. 
Rhodococcus 
1 Rhodococcus 
bacterineae; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


2323867 2325209 Coryne 


Corynebacterium casei 
bacterium casei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
425026 Bacteria_ 


strain LBB1 16S r 


16S 2341443 2341358 16 101 


ibosomal RNA, partial sequence 


gi 


219857501 


2340265 23417 


ref|NR_025089.1| Rhodobaca bogoriensis 
21 Rhodobaca bogoriensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

425026 Bacteria_16S 2416041 2415972 15 84 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

425026 Bacteria_16S 2422225 2422148 8 85 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

425026 Bacteria_16S 2431076 2430987 15 104 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

425026 Bacteria_16S 2476504 2476427 5 82 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 
strain 4822 16S ribosomal RNA, partial sequence 2475319 2476773 Mycoplasma fastidiosum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

425026 Bacteria_16S 2497502 2497425 8 85 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 


strain DNP505 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
425026 Bacteria_16S 


strain ATCC 43198 
Firmicutes; 


spinosa strain DS 
spinosa Bacteria; 


Pseudonocardiacea 
425026 Bacteria_16S 


thermophila strai 
thermophila Bacte 
Hydrogenimonas. 


425026 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


425026 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


425026 Bacteria_16S 


strain IFO 16295 


amylolyticum stra 
amylolyticum Bact 


425026 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


425026 Bacteria_16S 


strain IFO 15616 


strain NCIMB 1112 
Proteobacteria; A 


425026 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


425026 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


425026 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


425026 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


Lacto 
425026 Bacteria_16S 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


ribosomal RNA, partial sequence 


2591611 2591542 16 85 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2669289 2669212 8 85 gi 


e; Saccharopolyspora. 

2708453 2708384 15 84 gi 
n EP1-55-1% 16S ribosomal RNA, partial 
ria; Proteobacteria; Epsilonproteobact 
2715779 2715694 16 


101 gi 


eria; Proteobacteria; Gammaproteobacte 
2747338 2747261 8 85 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2771263 2771186 8 


85 gi 


2811983 2811895 16 104 gi 
in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2813477 2813389 16 104 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
2903817 2903740 8 85 gi 


3005690 3005602 15 102 gi 
6 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
3057267 3057178 16 105 gi 
train 0554 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 


3085863 3085778 16 101 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


in MD17 16S ribosomal RNA, partial seq 


16S ribosomal RNA, partial sequence 2770058 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
425026 Bacteria_16S 


2496307 24977 
bacterin 


ne 
219857274 


cus. 
219857211 
uence 

in 


219857183 
sequence 
eria; C 


219857178 
uence 
ria; Ps 
219857156 
equence 
e; Acti 


219857137 


nebacte 
219857109 
sequence 

avobact 
219857108 
equence 

ob 
219856854 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


oc 
219846920 


lo 
219846884 
sequence 

ct 


219846865 
al 


ria; 


3087308 3087223 16 101 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


3135244 3135159 16 101 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 


gi 


425026 Bacteria_16S 


219846864 
uence 
eria; 


219846832 


3134094 31355 
dobacter 


ho 


3151898 3151829 15 84 gi 


219846821 


intestinalis strain KMS2 16S ribosomal RNA, partial sequence 


25903 


omycetal 


amp 


eud 


nomycet 


715 
rin 


eri 


acterial 


occineae 


30045 


cystacea 


eria; Ae 


sequenc 
Rhodo 


Rhod 


79 Rhodococcus koreensis Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_024905.1] Enterococcus cecorum 
79 2591887 Enterococcus cecorum Bacteria; 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


ref|NR_024811.1 
2707242 270866 
ylobacterales; H 


Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


ref|NR_024806.1 
2714566 271605 
omonadales; Mora 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


ref|NR_024784.1 
2746146 274749 
ales; Coryne 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


ref|NR_024765.1| Rhodococcus jostii 
50 Rhodococcus jostii Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref |NR_024737.1| Tenacibaculum 
2810779 2812222 Tenacibaculum 
ales; Flavobacteriaceae; Tenacibaculum. 
ref |NR_024736.1| Tenacibaculum 
2812273 2813716 Tenacibaculum 
es; Flavobacteriaceae; Tenacibaculum. 
ref|NR_024673.1| Zimmermannella alba 
77 Zimmermannella alba Bacteria; 
; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_026512.1| Methylosinus sporium 
29 3005936 Methylosinus sporium Bacteria; 
e; Methylosinus. 
ref |NR_026476.1 
3056079 305754 
romonadales; Suc 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


Paracoccus 
1 Paracoccus 
obacteraceae; 


NR_026456.1 
5 
fe} 


Paracoccus 
6 Paracoccus 
terales; dobacteraceae; 
ref|NR_026424.1| Paracoccus alkenifer 
01 Paracoccus alkenifer Bacteria; 
aceae; Paracoccus. 
ref|NR_026413.1| Desulfovibrio 
3150676 3152184 Desulfovibrio 


intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 


Desulfovibrio. 


425026 Bacteria_16S 


strain Ekho Lake- 


mathranii strain 
Bacteria; 


Firmicutes; 
glycolicus strain 


glycolicus Bacter 
Desulfofustis. 


425026 Bacteria_16S 


strain DSM 3662 1 


Firmicu 
425026 Bacteria_16S 
strain DG-1 16S r 
Clost 
425026 Bacteria_16S 


3164111 3164026 16 101 gi 


3174793 3174716 8 85 


gi 
tes; Clostridia; 
3203721 3203632 16 105 
ibosomal RNA, partial sequence 
ridia; 


gi 


3238626 32385317 104 gi 


3274717 3274648 16 85 


gi 


172 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
425026 Bacteria_16S 
A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


219846813 
e 
ho 

219846805 


S; 
219846786 


3202501 32039 
Clostridiales; Veillonellaceae; 


s 
219846762 
equence 

a; 


219846738 


6S ribosomal RNA, partial sequence 3273522 32749 


31629 
dobacter 


31735 
Thermoa 


Desulfo 


ref|NR_026405.1 
61 3164378 Roseo 
aceae; Roseovar 
ref|NR_026397.1 


obacteracea 
NR_026378.1 


naer 
ref 


ref|NR_026354.1 
3237371 323891 
bacterales; Des 


ref |NR_026330.1 


V 
i 


65 3175071 Thermo 
e 


u 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Sporomusa silvacetica 


, 


81 Sporomusa silvacetica Bacteria; 
poromusa. 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

425026 Bacteria_16S 3297567 3297498 15 84 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

425026 Bacteria_16S 3314258 3314189 15 84 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

425026 Bacteria_16S 3378279 3378202 8 85 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 


strain M17C 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


425026 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


425026 Bacteria_16S 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


425026 Bacteria_16S 
n CIP 81.82 16S ribosomal RNA, partial 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


425026 Bacteria_16S 
CIP 103452 16S ribosomal RNA, partial 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


425026 Bacteria_16S 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


425026 Bacteria_16S 


strain DSM 4954 1 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


425026 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


425026 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


425026 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


ibosomal RNA, partial sequence 


3379814 3379745 15 84 gi 


3411693 3411624 16 85 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; 
3417629 3417540 15 


104 gi 


Actinomyces. 


3431007 3430906 3 104 gi 


ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


3432375 3432298 8 85 


gi 


ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


3433823 3433746 8 85 


gi 


3476177 3476100 8 85 


gi 


3480713 3480636 8 85 


gi 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3494479 3494402 8 85 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 
3495859 3495782 8 
16S ribosomal RNA, 


85 gi 
complete sequence 


3579520 3579433 16 102 gi 
IFAM 1003 16S ribosomal RNA, partial 


3654055 3653970 16 101 gi 


Clostridiales; Veillo 


acteria; Actinobacteridae; Actinomycet 


ia; Proteobacteria; Alphaproteobacteri 
425026 Bacteria_16S 


3377063 33785 
occineae 


oc 
219846663 
equence 

a; 


219846637 


nellaceae; 
219846633 

ti 
ae 


, 


219846624 
sequence 


219846623 
sequence 
Ac 


219846621 
ence 34326 


ales; 


219846592 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
425026 Bacteria_16S 
n NCTC 11490 16S ribosomal RNA, partia 


ne 
219846589 
1 
Actinomyc 


219846580 
sequence 
Ac 


219846579 
34946 
ales; Pseu 
219846523 
sequence 

a; Rhizobi 
219846469 


halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 


Desulfo 


34104 


al seque 


Actino: 


Actinomyc 


tinomyce 


Cory 


bacterin 


sequence 


tinomyce 


; Dermacoccaceae 
ref|NR_026255.1 

3378593 338009 
vibrionales; Des 


ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026225.1 
nce 341641 
mycetales; Actin 
ref|NR_026216.1 
3429781 343112 
etales; Coryneba 


ref|NR_026215.1 
3431175 343257 
tales; Corynebac 


ref|NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


ref|NR_026184.1 
eae; Nocardiacea 
ref|NR_026181.1 

3479494 348091 
etales; Actinomy 


ref|NR_026172.1 
3493260 349458 
tales; Pseudonoc 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


ref|NR_026115.1 
3578376 357978 
ales; Bradyrhizo 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Dialister pneumosintes 
ter pneumosintes 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 


orynebacteriaceae; 


Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Actinomyces 

5 Actinomyces 
cineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 


ref|NR_026061.1 
3652827 365435 


Desulfotomaculum 
2 Desulfotomaculum 


425026 Bacteria_16S 3831915 3831828 15 102 gi 
flavefaciens strain C94 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
425026 Bacteria_16S 3936912 3936827 16 101 gi 
thiocyanatus strain THI 011 16S ribosomal RNA, partial 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacte 
Paracoccus. 
425026 Bacteria_16S 3938346 3938261 16 101 
strain DM-82 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 
425026 Bacteria_16S 4022935 4022850 16 101 gi 
alimentarius strain JG-100 16S ribosomal RNA, partial s 
alimentarius Bacteria; Proteobacteria; Gammaproteobacte 
Psychrobacter. 
425026 Bacteria_16S 
strain NRRL B-161 


en 


se 
ri 


quence 
a; 


gi 


equence 
ria; 


4033622 4033525 8 105 gi 
53 16S ribosomal RNA, partial sequence 


219846341 
ce 38307 
Ruminococcaceae; 
219846268 


Rhodo 
219846267 
3937190 39385 
dobacter 
219846208 


Pseudomon 


219846201 
40324 


ref|NR_025931.1 
35 3832122 Rumin 
Ruminococcus. 
ref|NR_025858.1 

3935756 39371 
bacterales; Rho 
ref|NR_025857.1 
aceae; Paracocc 
ref|NR_025798.1 

4021723 40232 
adales; Mor 


ref|NR_025791.1 


fo} 


3 
dobacteraceae; 


af 
a 


Ruminococcus 
coccus flavefaciens 


Paracoccus 
9 Paracoccus 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 
u 


Ss. 
Psychrobacter 

6 Psychrobacter 

xellaceae; 


Glycomyces arizonensis 


01 4033899 Glycomyces arizonensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
425026 Bacteria_16S 4116530 4116453 8 85 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

425026 Bacteria_16S 4226646 4226550 7 103 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

425026 Bacteria_16S 4229590 4229494 7 103 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
strain SW49 16S ribosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

425026 Bacteria_16S 4244677 4244600 7 84 gi|219722939|ref|NR_024571.1| Brachybacterium muris 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
425026 Bacteria_16S 23889 23801 16 104 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

425026 Bacteria_16S 96500 96432 16 84 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

425026 Bacteria_16S 183314 183246 16 84 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 


strain 6VI 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
425026 Bacteria_16S 186452 186364 16 104 gi|265678939|ref|NR_029247.1 
strain 113-1 16S ribosomal RNA, partial sequence 185230 18674 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
425026 Bacteria_16S 232369 232301 16 84 gi 
modestum strain Gra Succ 2 16S ribosomal RNA, partial 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusob 
425026 Bacteria_16S 299200 299112 15 103 gi 
abactoclasticum strain 6-1 16S ribosomal RNA, partial s 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anae 
425026 Bacteria_16S 529928 529860 16 84 gi 
strain Wt/la 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Deinococcales; 

425026 Bacteria_16S 626985 626917 16 84 

strain GraTa 2 16S ribosomal RNA, partial sequence 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyoba 
425026 Bacteria_16S 705592 705512 5 85 gi 
lacustris strain EL-17a 16S ribosomal RNA, partial sequ 


sequence 


equence 


Deinoco 
gi 


ccaceae; 


cter. 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 

425026 Bacteria_16S 796287 796211 8 84 gi| 265678515 |ref|NR_028818.1 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptos 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

425026 Bacteria_16S 1115054 11149745 85 gi|265678299|ref|NR_028600.1 
strain I-132 16S ribosomal RNA, partial sequence 1113840 11153 

Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
425026 Bacteria_16S 1125712 1125644 15 83 gi| 224581403 |ref|NR_027184.1 


strain QSSC1-22 1 
Bacteroidetes; Flavobacteria; Flavobacteriales; 
425026 Bacteria_16S 1128632 1128564 16 84 


Cryomor 
gi 


phaceae; 


182124 18361 


elotrichac 
265678908 


acteriacea 
265678861 


roplasmata 
265678699 
528726 53019 


265678634 
625776 62729 


265678579 
ence 70441 


6S ribosomal RNA, partial sequence 1124514 11259 


253680771 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 


eae. 
ref|NR_029216.1 

231154 232668 
e; Propionigeniu 
ref |NR_029167.1 

298000 299445 
les; Anaeroplas 
ref |NR_029004.1 
Deino 
ref 


coccus. 
NR_028939.1 


ref|NR_028884.1 


Cryomorpha. 


2 Clostridium irregulare Bacteria; 


Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Propionigenium 
Propionigenium 
m. 

Anaeroplasma 
Anaeroplasma 


mataceae; Anaeroplasma. 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Friedmanniella 


6 705838 Friedmanniella lacustris 


Nocardioidaceae; 


Leptospirillum 
pirillum ferriphilum 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


ref|NR_028019.1 
1127427 112890 


Helicobacter 
7 Helicobacter 


pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 


425026 Bacteria_16S 


CMS 81 16S ribosomal RNA, 


Actinobacteridae; 
425026 Bacteria_16S 


DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clost 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


425026 Bacteria_16S 


NS12 16S ribosomal RNA, partial sequence 


Sphingobacteria; 
425026 Bacteria_16S 


1137695 11376155 


1166508 1166420 16 


1249676 1249608 15 


1281023 1280943 5 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


85 


104 


83 


1248510 1249867 Runella zeae Bacteria; 
Sphingobacteriales; Flexibacteraceae; 


85 


DSM 15272 16S ribosomal RNA, partial sequence 


Aeromicrobium. 
425026 Bacteria_16S 
urealyticum DSM 7 
DSM 7109 Bacteria; 


1291645 1291557 16 


Corynebacteriaceae; Corynebacterium. 


425026 Bacteria_16S 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Beutenbergia. 
425026 Bacteria_16S 


OT-1 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Flavobacteria; 
425026 Bacteria_16S 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial 
myxococcoides Bacteria; 


Sporocytophaga. 
425026 Bacteria_16S 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


425026 Bacteria_16S 


strain VenChi2 16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


Fusobacteria; 
425026 Bacteria_16S 


submarinus strain 6N 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


425026 Bacteria_16S 


Fusobacteriales; 


1334367 1334288 5 


1375325 1375238 16 


1818396 1818328 15 
Bacteroidetes; 


1819921 18198415 


1832107 1832039 16 


2103485 2103405 5 


2163870 2163802 16 


104 


85 


103 


1374101 1375614 Kordia al 
Flavobacteriaceae; 


83 


85 


gi 


gi 


gi 


gi 


1279854 12812 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


109 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


gi 


gi 


253680765 


1136447 1137959 Leifs 
obacteriaceae; 


228720470 


219857416 


Runella. 
219846091 


228720812 


228721490 


228717906 


Kordia. 


gi 


gi 


219878324 


219878323 


hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 


hydrothermalis Bacteria; 


Desulfovibrio. 
425026 Bacteria_16S 
strain BbT2g 16S 


Proteobacteria; 


2215455 2215356 5 


ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


425026 Bacteria_16S 


aminoxidans strain 14a 16S ribosomal RNA, partial sequence 


Bacteria; 
425026 Bacteria_16S 


strain MIT 97-5075c 16S ribosomal RNA, partial sequence 


Proteobacteria; 
425026 Bacteria_16S 


dechloracetivorans strain SF3 16S ribosomal RNA, partia 
dechloracetivorans Bacteria; 


Desulfovibrionaceae; 
425026 Bacteria_16S 


2222929 2222841 15 


2293214 2293146 16 


2356623 2356555 16 


Desulfovibrio. 
2373345 2373246 5 


Proteobacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Epsilonproteobacteria; Campylobacterale 


Prop 


12904 
tinomycetales; 


sequenc 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


onia 


10 Aeromicrobium 
ionibacterineae; 


53 1291853 Coryn 


32 Beutenbergia 
Micrococcineae; 


e 1817180 181866 
Sphingobacteria; Sphingobacteriales; 


91 Plantibacter 


NR_028013.1 
Leifsonia. 
NR_027592.1 


NR_025004.1 


NR_025681.1 


NR_027597.1 


NR_027613.1 


NR_027568.1 
gicida OT-1 


NR_025463.1 


NR_025462.1 


Leifsonia aurea strain 


aurea Bacteria; Actinobacteria; 


Clostridium spiroforme 


ridium spiroforme DSM 1552 Bacteria; 
elotrichaceae. 


Runella zeae strain 
Bacteroidetes; 


Aeromicrobium marinum 
marinum DSM 15272 


Nocardioidaceae; 


Corynebacterium 


ebacterium urealyticum 
Corynebacterineae; 


Beutenbergia cavernae 


cavernae DSM 12333 
Beutenbergiaceae; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Sporocytophaga 
7 Sporocytophaga 


Flexibacteraceae; 


Plantibacter flavus 


flavus Bacteria; 


Microbacteriaceae; Plantibacter. 
84 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 
1830898 1832407 Ilyobacter insuetus Bacteria; 
Ilyobacter. 
85 gi|219878118|ref|NR_025257.1| Desulfonauticus 
2102211 2103776 Desulfonauticus submarinus 
Desulfohalobiaceae; Desulfonauticus. 
84 gi|219857626|ref|NR_025215.1| Desulfovibrio 
2162629 2164163 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
105 gi|219857589|ref|NR_025177.1| Mycoplasma buteonis 
2214274 2215721 Mycoplasma buteonis Bacteria; 
102 gi|219857584|ref|NR_025172.1| Xanthobacter 
2221792 2223169 Xanthobacter aminoxidans 
Xanthobacteraceae; Xanthobacter. 
84 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
2292020 2293474 Helicobacter aurati Bacteria; 
s; Helicobacteraceae; Helicobacter. 
84 gi|219857490|ref|NR_025078.1| Desulfovibrio 
l sequence 2355381 2356917 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; 
105 gi|219857478|ref|NR_025066.1| Mycoplasma maculosum 


strain PG15 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


425026 Bacteria_16S 


2423764 2423688 7 


83 


2372144 23736 


gi 


219857443 


sublithincola strain QSSC9-3 16S ribosomal RNA, partial sequence 


sublithincola Bacteria; 


425026 Bacteria_16S 
capsulata strain 


Nocardioidaceae; 
425026 Bacteria_16S 


strain ACAM 81 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; 
425026 Bacteria_16S 
erythreum strain 


Nocardioidaceae; 
425026 Bacteria_16S 


Flavobacteria; 


Bacteroidetes; 
2535523 2535443 5 


2633043 2632975 8 


2658915 2658835 5 


2784883 2784803 5 


Flavobacteria; 


85 


76 


85 


85 


gi 


gi 


2631843 26332 
Flavobacteriaceae 


gi 


gi 


219857354 


Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 


219857237 


219857218 


NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Act 
Aeromicrobium. 


219857127 


inomycet 


ref 


ref 


ref 


; FL 
ref 


ales 


2422553 242399 
Flavobacteriale 


2534307 253578 
inomycetales 


2657714 265918 


NR_025031.1 


s; Flavobact 
NR_024942.1 


; Propioniba 
NR_024865.1 


avobacterium 
NR_024846.1 


; Propioniba 


ref 


02 Mycoplasma maculosum Bacteria; 


Aequorivita 

1 Aequorivita 
eriaceae; Aequorivita. 
Friedmanniella 

3 Friedmanniella 
cterineae; 


Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


NR_024755.1 


Okibacterium 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 


fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


425026 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


425026 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


425026 Bacteria_16S 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


425026 Bacteria_16S 


deleyianum strain 


Okibacterium. 
2969012 2968932 5 


v 


85 gi 


bosomal RNA, partial sequence 


219846945 


3030089 30315 


ref |NR_026537.1 


in NM-1 16S ribosomal RNA, partial sequence 2967820 296928 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
eae; Microlunatus. 

3031294 3031206 16 104 gi|219846903|ref|NR_026495.1 


pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
3097879 3097791 16 104 gi| 219846857 |ref|NR_026449.1 
MMZ 2439 16S ribosomal RNA, partial sequence 3096668 309807 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
e; Corynebacterium. 
3138272 3138204 16 84 gi|219846830|ref|NR_026422.1 
Spirillum 5175 16S ribosomal RNA, partial sequence 313708 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Corynebacterium 
1 Corynebacterium 
rineae; 


Sulfurospirillum 
4 3138514 


Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Campylobacteracea 


425026 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


425026 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


425026 Bacteria_16S 


strain DSM 43040 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


425026 Bacteria_16S 
6S ribosomal RNA, partial sequence 3521933 35234 


strain DSM 6984 1 
Proteobacteria; B 


425026 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


425026 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


425026 Bacteria_16S 


fibrisolvens stra 
fibrisolvens Bact 


425026 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


425026 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


425026 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


425026 Bacteria_16S 


strain STl1 16S ri 
Proteobacteria; E 


425026 Bacteria_16S 


strain CS1 16S ri 
Proteobacteria; E 


425026 Bacteria_16S 


strain ATCC 29800 
Bacteroidetes; Ba 


425026 Bacteria_16S 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


425026 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


425026 Bacteria_16S 


Sulfurospirillum. 

3212732 3212664 16 84 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


e; 


al 
te 


3224906 3224818 16 104 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3331029 3330949 5 85 gi 


etaproteobacteria; Rhodocyclales; Rhod 
3647897 3647829 16 84 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3698066 3697998 16 84 gi 


Oc 


Ss; 


psilonproteobacteria; Campylobacterale 
3763807 3763719 17 105 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3783342 3783243 5 105 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3802820 3802752 16 84 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3819682 3819614 16 84 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3822745 3822677 16 84 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3827327 3827259 16 84 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3865087 3865020 16 83 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Rikenellacea 
3871150 3871082 16 84 gi 
ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


Ss; 


al 
ia 


en 
co 


S; 
S; 
S; 
S; 


e; 
2 
s 

ct 


4015334 4015247 16 103 gi 
KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
4048785 4048705 5 85 gi 


eq 
ob 


219846780 


sequenc 
ria; 


219846771 


32236 


es; Acti 


219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


yclaceae 


219846473 
3646715 36481 


Helicob 


219846438 
6S ribosomal RNA, partial sequence 3696887 36983 


Helicob 


219846390 


sequenc 
les; Lac 


219846375 


ce 37821 
plasma. 


219846361 
3801626 38030 


Helicob 


219846350 
3818485 38199 


Helicob 


219846348 
3821543 38230 


Helicob 


219846345 
3826129 38276 


Helicob 


219846319 


38638 
Alistip 


19846315 


equence 
eria; Ca 


219846213 


uence 
acterial 


219846188 


Campylo 


ref|NR_026372.1 
e 3211554 321297 
bacterales; 


ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


ref|NR_026290.1 


omonosporineae; Micromonos 

3435173 3435085 16 104 gi|219846620|ref|NR_026212.1 

CC 29592 16S ribosomal RNA, partial sequence 3433993 343537 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
e; Corynebacterium. 

3523150 3523055 8 104 gi|219846561|ref|NR_026153.1 


; Thauera. 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_026029.1 


acteraceae; Heli 
ref |NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref|NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref|NR_025909.1 
52 3865319 Alisti 
es. 
ref|NR_025905.1 

3869930 387139 
mpylobacterales; 
ref|NR_025803.1 

4014130 401555 
es; Flavobacteri 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Actinomyces europaeus 
myces europaeus 


nomycetaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Corynebacterium 

3 Corynebacterium 

ineae; 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Helicobacter trogontum 


08 Helicobacter trogontum Bacteria; 


cobacter. 
Butyrivibrio 

4 Butyrivibrio 

tyrivibrio. 
Mycoplasma 

asma leopharyngis 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Helicobacter felis 


felis Bacteria; 


cobacter. 
Alistipes putredinis 
pes putredinis Bacteria; 


Arcobacter 
1 Arcobacter 
Campylobacteraceae; 


Winodgradskyella 
6 Winodgradskyella 
aceae; Winogradskyella. 


ref|NR_025778.1 


Alicyclobacillus 


vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


425026 Bacteria_16S 


strain ATCC 29799 
Bacteria; 


strain Y10-2 16S 
Bacteroidetes; 


strain 1502-91 16 
Bacteroidetes; 


strain ATCC 23392 
Tenericutes; Moll 


425026 Bacteria_16S 


strain Kol5a 16S 


Aquificae; Aquifi 
425026 Bacteria_16S 
vibrioformis stra 
vibrioformis Bact 
425026 Bacteria_16S 


strain B7-43 16S 
Proteobacteria; 


F89 16S ribosomal 
Flavobacteria; Fl 


425026 Bacteria_16S 


strain NO-502 16S 


Bactero 
425026 Bacteria_16S 
strain CA15-8 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


Fl 
425026 Bacteria_16S 


Fl 
425026 Bacteria_16S 


D 


4193345 4193257 16 104 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 

4200769 4200689 5 85 
ribosomal RNA, partial sequence 


gi 


icutes; Mycoplasmataceae; Mycoplasma. 
291678 291587 7 98 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
294727 294660 16 83 gi 
eria; Chlorobi; Chlorobia; 
362959 362880 5 84 
ribosomal RNA, partial sequence 


gi 


425701 425634 16 
RNA, partial sequence 424476 
avobacteriales; Flavobacteriaceae; 
536004 535929 8 83 
ribosomal RNA, partial sequence 


83 gi 


gi 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 
425026 Bacteria_16S 602564 602497 16 83 gi| 265678651 |ref|NR_028956.1 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidi 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Geli 
425026 Bacteria_16S 623874 623799 7 82 gi|265678636|ref|NR_028941.1 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Corynebacteriaceae; Corynebacterium. 

425026 Bacteria_16S 800985 800910 8 83 gi|265678512|ref|NR_028815.1 
strain Chj707 16S ribosomal RNA, partial sequence 799765 80123 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 
425026 Bacteria_16S 1171051 1170972 7 86 gi|228719618|ref|NR_027583.1 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermobispora. 

425026 Bacteria_16S 1199797 1199722 8 83 gi|228715480|ref|NR_027533.1 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 12000 

Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; D 
425026 Bacteria_16S 1713515 1713440 8 83 gi| 219878399 |ref|NR_025538.1 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309: 171377 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
425026 Bacteria_16S 1718141 1718066 8 83 gi| 219878396 |ref|NR_025535.1 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 17183 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
425026 Bacteria_16S 1906581 1906506 8 83 gi| 219878259 |ref|NR_025398.1 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 190681 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibac 
425026 Bacteria_16S 2023929 2023846 15 98 gi|219878180|ref|NR_025319.1 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulob 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobact 
425026 Bacteria_16S 2106468 2106393 8 83 gi|219878116|ref|NR_025255.1 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 210665 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae 
425026 Bacteria_16S 2212457 2212378 5 84 gi|219857591|ref|NR_025179.1 
strain MMP-4 16S ribosomal RNA, partial sequence 2211275 22127 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

425026 Bacteria_16S 2281157 2281078 5 84 gi| 219857546 |ref|NR_025134.1 
strain 852 16S ribosomal RNA, partial sequence 2279959 22814 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

425026 Bacteria_16S 2282665 2282586 5 84 gi| 219857545 |ref|NR_025133.1 


phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 


Ba 


in 6030 16S ribosomal RNA, partial seq 
Chlorobiale 


ue 
S; 


, 


mo 


219846080 


cteroidace 
219846075 
4199561 42010 


265678866 
290399 29196 


265678864 


265678813 
361716 36321 
eltaproteobacteria; Desulfovibrionales 
425026 Bacteria_16S 265678771 
425990 Formo 
For 
265678695 
534808 53626 


ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides. 
ref|NR_025665.1 


41921 


ref |NR_029172.1 


ref|NR_029170.1 

293547 295005 
iaceae; Prosthec 
ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; Des 
ref|NR_029076.1 
sa algae Bacteri 


nce 
Chlorob 


Desulfov 


sa. 


ref|NR_029000.1 


Bacteroides capillosus 
oides capillosus 


Arthrobacter koreensis 


31 Arthrobacter koreensis Bacteria; 


ococcineae; Micrococcaceae; Arthrobacter. 

4228118 4228042 7 83 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

28418 28351 16 83 gi|265679045|ref|NR_029353.1| Coenonia anatina 
S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

279526 279447 5 84 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 

16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Prosthecochloris 
Prosthecochloris 
ochloris. 

Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 

Formosa algae strain 
a; Bacteroidetes; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Gelidibacter 
bacter mesophilus 
dibacter. 
Corynebacterium 
Corynebacterium 
cterineae; 


Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Flavobacterium 

7 Flavobacterium 
iaceae; Flavobacterium. 
Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 

Hymenobacter 

7 Hymenobacter 

teraceae; Hymenobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 

Brumimicrobium 

6 Brumimicrobium 
Brumimicrobium. 
Mycoplasma columborale 


, 


23 Mycoplasma columborale Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


2281465 228293 


phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Mycoplasma 
0 Mycoplasma 


425026 Bacteria_16S 
spermatophilum st 
spermatophilum Ba 
425026 Bacteria_16S 
strain HRC292 16S 
Tenericutes; Moll 
425026 Bacteria_16S 
strain MH5408 16S 
Tenericutes; Moll 
425026 Bacteria_16S 
galactanivorans s 
galactanivorans B 
425026 Bacteria_16S 
strain LMG11607 1 
Bacteroidetes; Fl 
425026 Bacteria_16S 
strain 383 16S ri 
Tenericutes; Moll 
425026 Bacteria_16S 
strain DC333 16S 
Tenericutes; Moll 
425026 Bacteria_16S 
strain TB 16S rib 
Tenericutes; Moll 
425026 Bacteria_16S 
strain CH20247 16 
Tenericutes; Moll 
425026 Bacteria_16S 
strain 1219 16S r 
Tenericutes; Moll 
425026 Bacteria_16S 
strain KMM 3677 1 
Bacteroidetes; Fl 
425026 Bacteria_16S 
strain KMM 3676 1 
Bacteroidetes; Fl 
425026 Bacteria_16S 
strain KMM 3526 1 
Bacteroidetes; Fl 
425026 Bacteria_16S 
agariperforans st 
agariperforans Ba 
Reichenbachiella. 
425026 Bacteria_16S 
actinosclerus str 
actinosclerus Bac 
Hymenobacter. 

425026 Bacteria_16S 
fimetarium strain 
fimetarium Bacteria; 
425026 Bacteria_16S 
strain DSM 4132 1 
Firmicutes; Clost 
425026 Bacteria_16S 


carbinolicum strain DSM 2925 16S ribosomal RNA, partial 


carbinolicum Bacteria; 
425026 Bacteria_16S 


wieringae strain DSM 1911 16S ribosomal RNA, partial se 
wieringae Bacteria; Firmicutes; Clostridia; Clostridial 


425026 Bacteria_16S 
strain DSM 1030 1 
Firmicutes; Clost 
425026 Bacteria_16S 
gregorii strain N 
gregorii Bacteria; 
Pseudonocardiaceae; 
425026 Bacteria_16S 
strain UIA 16S ri 
Tenericutes; Moll 
425026 Bacteria_16S 


avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


cteria; 


teria; 


ridia; 


ridia; 


2368843 23687645 


2370325 2370246 5 


2371836 2371757 5 


2393117 2393042 8 


Bacteroidetes; 


2408282 2408207 8 


2479491 24794125 


2482510 24824315 


2485533 2485454 5 


2488565 2488486 5 


2491589 24915105 


2684506 2684431 8 


2685948 2685873 8 


2687417 2687342 8 


2759288 2759221 16 
Bacteroidetes; 
3066286 3066211 8 

Bacteroidetes; 


3277745 3277658 16 


3280773 3280686 16 


Clostridiales; 
3282292 3282205 16 


Firmicutes; Clost 
3283816 3283729 16 
3285341 3285254 16 


Clostridiales; 
3524648 3524551 8 


3690596 36905175 


3702607 3702540 16 


Clostridia; 


84 


rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 


84 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


84 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


83 


train Dsij 16S ribosomal RNA, partial 


acteria; Flavobacteria; 


83 


6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteriales; 


84 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


84 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


84 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


84 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


84 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


83 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriales; 


83 


6S ribosomal RNA, partial sequence 2684767 26861 
Flavobacteriales; 


83 


6S ribosomal RNA, partial sequence 2686201 26876 
Flavobacteriales; 


83 


rain KMM 3525 16S ribosomal RNA, parti 
Sphingobacteria 


83 


ain 1187 16S ribosomal RNA, partial se 
Sphingobacteria; 


103 


DSM 8238 16S ribosomal RNA, partial s 
Firmicutes; 


103 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


103 


ridia; C 
103 


103 


6S ribosomal RNA, partial sequence 3284145 32856 
Eubacteriaceae; 


105 


CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
Saccharopolyspora. 


84 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


83 


strain C8ST5 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Flavobacteria; 


Flavobacteriales; 


Clostridia 


219857481 
sequence 
lasmatacea 
gi|219857480 
2369126 23705 


gi 


eC; 


gi] 219857479 
2370638 23720 


ref 
ref 
87 Mycoplasma primatum Bacteria; 


ref 
93 Mycoplasma opalescens Bacteria; 


NR_025069.1 
2367647 23690 
Mycoplasma. 
NR_025068.1 


NR_025067.1 


7 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


Mycoplasma opalescens 


gi|219857465|ref|NR_025053.1| Zobellia 
sequence 2391886 2393368 Zobellia 
Flavobacteriales; Flavobacteriaceae; Zobellia. 
gi|219857455|ref|NR_025043.1| Riemerella columbina 


Flavobacteriaceae; 


gi|219857397 
2478295 24797 


gi| 219857395 
2481316 24827 


gi| 219857393 
2484337 24857 


gi| 219857391 
2487368 24888 


gi| 219857389 
2490394 24918 


gi|219857200 


cteriaceae; 


219857199 


Flavoba 
gi 


cteriaceae; 


219857198 


Flavoba 
gi 


cteriaceae; 


219857147 
al sequenc 
; Sphingob 


’ 


Flavoba 
gi 

e 

ac 


219846878 
quence 
Sphingoba 


gi 
fond 
219846736 
equence 


les; Eubac 
219846734 


gi 


te 
gi 
Acetobacteri 
219846733 
sequence 
iales; Eub 
219846732 
quence 

es; Eubact 
219846731 


gi 


lostrid 
gi 


ac 


er 
gi 
Acetobacteri 
219846560 
equence 
tinomyceta 


gi 
le 


gi|219846444 
3689398 36908 


gi|219846435 


ref 
47 Mycoplasma cloacale Bacteria; 


ref 
74 Mycoplasma faucium Bacteria; 


ref 
98 Mycoplasma subdolum Bacteria; 


ref 
30 Mycoplasma buccale Bacteria; 


ref 
54 Mycoplasma anseris Bacteria; 


ref 
16 Zobellia russellii Bacteria; 


ref 
50 Zobellia laminariae Bacteria; 


ref 
48 Zobellia amurskyensis Bacteria; 


ref 


ref 


ref 
ref 
51 Acetobacterium malicum Bacteria; 


ref 


ref 


ref 
19 Acetobacterium woodii Bacteria; 


ref 


ref 
58 Mycoplasma auris Bacteria; 


ref 


Riemerella. 


NR_024985.1 


NR_024983.1 


NR_024981.1 


NR_024979.1 


NR_024977.1 


NR_024828.1 


bellia. 
NR_024827.1 


ZO 


bellia. 
NR_024826.1 


ZO 


bellia. 
NR_024775.1 
2758107 275950 
teriales; Fla 


ZO 


NR_026470.1 
3065078 306652 
eriales; Flexi 


NR_026328.1 
3276555 327802 
riaceae; Aceto 
NR_026326.1 


um. 
NR_026325.1 
3281102 328257 
teriaceae; Ace 
NR_026324.1 
3282621 328409 
iaceae; Acetob 
NR_026323.1 


um. 
NR_026152.1 
3523483 352488 
s; Pseudonocar 


NR_026035.1 


26 Riemerella columbina Bacteria; 


Mycoplasma cloacale 


Mycoplasma faucium 


Mycoplasma subdolum 


Mycoplasma buccale 


Mycoplasma anseris 


Zobellia russellii 


Zobellia laminariae 


Zobellia amurskyensis 


Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Acetobacterium 

3 Acetobacterium 
bacterium. 
Acetobacterium malicum 


Acetobacterium 

0 Acetobacterium 
tobacterium. 
Acetobacterium 

4 Acetobacterium 
acterium. 
Acetobacterium woodii 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Mycoplasma auris 


NR_026026.1 


Gelidibacter algens 


3701387 3702864 Gelidibacter algens Bacteria; 


Flavobacteriaceae; 


Gelidibacter. 


425026 Bacteria_ 


anatipestifer str 
anatipestifer Bac 


425026 Bacteria_ 


strain 275c 16S r 
Tenericutes; Moll 


425026 Bacteria_ 


strain PG51 16S r 
Tenericutes; Moll 


425026 Bacteria_ 


strain KMM 6029 1 
Fl 


Bacteroidetes; 
425026 Bacteria_ 
strain KMM 3944 1 
Bacteroidetes; 


425026 Bacteria_1 
thalassocola stra 
thalassocola Bact 


Winogradskyella. 


425026 Bacteria_1 


strain SRL4225 16 
Proteobacteria; 


425026 Bacteria _1 


strain KMM 3949 1 
Bacteroidetes; 


425026 Bacteria 1 


strain KMM 3947 1 
Bacteroidetes; 


425026 Bacteria_16S 
sedimenticola str 


sedimenticola Bac 


425026 Bacteria_16S 


strain KMM 3941 1 


Bacteroidetes; Fl 


425026 Bacteria_16S 


strain KMM 3902 1 


Bacteroidetes; Fl 


425026 Bacteria_16S 


strain Prevot 247 


425026 Bacteria_16S 
strain FF3 16S ri 


425026 Bacteria_16S 


polysaccharolytic 


Thermoanaerobacte 


Fl 


D 


Fl 


Fil 


16S 3704140 3704065 8 83 gi 
teria; Bacteroidetes; Flavobacteria; 
16S 3753143 3753064 5 84 gi 
ibosomal RNA, partial sequence 37 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 3759191 3759112 5 84 gi 
ibosomal RNA, partial sequence 37 


icutes; Mycoplasmataceae; Mycoplasma. 


ain ATCC 11845 16S ribosomal RNA, part 
F 


219846434 
ia 
la 

219846397 
51943 37534 


219846393 
57993 37594 


1 sequen 
vobacter 


Riemerella 
0 Riemerella 


ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobacteriaceae; Riemerella. 
ref|NR_025988.1| Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


16S 3982454 3982387 16 83 gi|219846237|ref|NR_025827.1| Bizionia paragorgiae 
6S ribosomal RNA, partial sequence 3981260 3982684 Bizionia paragorgiae Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 
16S 4013854 4013787 16 83 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
6S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
6S 4016813 4016746 16 83 gi|219846212|ref|NR_025802.1| Winogradskyella 
in KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
eria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
6S 4065284 4065205 5 84 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
6S 4089643 4089568 8 83 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 
6S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
6S 4091132 4091057 8 83 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
6S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4092628 4092553 8 83 gi|219846158|ref|NR_025748.1| Maribacter 
ain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4094109 4094034 8 83 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
6S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

4162839 4162772 16 83 gi|219846106|ref|NR_025696.1| Algibacter lectus 
6S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

127140 127054 16 102 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
7B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

146797 146712 15 101 gi|265678965|ref|NR_029273.1| Marinovum algicola 

bosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

270367 270297 15 85 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 

um strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 

rales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 

302208 302138 14 84 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 


425026 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


425026 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ana 
425026 Bacteria_16S 


strain Illinois 1 


strain 39 16S rib 
Firmicutes; Bacil 


425026 Bacteria_16S 


strain YIM 70085 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


425026 Bacteria_16S 


strain 3-p 16S ri 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
306838 306752 15 101 gi 


346713 346635 7 
osomal RNA, partial sequence 
lales; Paenibacillaceae; 
422554 422476 7 


85 gi 


85 gi 


442734 442656 7 85 gi 
strain T16 16S ribosomal RNA, partial 


743719 743633 16 101 
bosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


425026 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


425026 Bacteria_16S 
kondratievae strain GB 16S ribosomal RNA, partial sequence 


805561 805491 15 85 gi 
ridia; Clostridiales; Veillonellaceae; 
848300 848215 16 101 gi 


300996 30245 


345474 34689 
Brevibacillus 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
425026 Bacteria_16S 


Bacteria; Actinobacteria; Actinobacter 


742578 74395 


16S ribosomal RNA, partial sequence 804384 80579 


265678856 


plasmatace 
265678827 


265678773 
ococcineae 
265678760 
sequence 

idae; Bifi 


265678551 


Rhodospiri 
265678509 


Anaeroglo 


2 Mycoplasma pirum Bacteria; 


ref|NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_029132.1 
2 Brevibacillus 


Neorickettsia risticii 
risticii Bacteria; 

a. 

Brevibacillus reuszeri 
reuszeri Bacteria; 


ref|NR_029078.1| Yaniella halotolerans 

0 Yaniella halotolerans Bacteria; 

; Yaniellaceae; Yaniella. 

ref|NR_029065.1| Bifidobacterium 
441527 442954 Bifidobacterium 

dobacteriales; Bifidobacteriaceae; 


ref|NR_028855.1| Rhodocista pekingensis 
0 Rhodocista pekingensis Bacteria; 
llaceae; Rhodocista. 

ref|NR_028812.1| Anaeroglobus geminatus 
1 Anaeroglobus geminatus Bacteria; 

bus. 


265678481 
84713 


ref|NR_028784.1] Paracoccus 
2 848491 Paracoccus kondratievae 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 


425026 Bacteria_16S 


intestinalis DSM 


13280 Bacteria; Actinobacteria; 


Collinsella. 


425026 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


425026 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


425026 Bacteria_16S 


gallaeciensis str 
gallaeciensis BS1 
Phaeobacter. 


425026 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


425026 Bacteria_16S 


Och 149 16S ribos 


strain IBS G15036 
Bacteria; Actinob 
Corynebacterium. 


425026 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


425026 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


425026 Bacteria_16S 
n ALG 1 16S ribosomal RNA, partial seq 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


425026 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 


1204363 1204285 8 86 gi 


osomal RNA, partial sequence 


acteria; Coriobacteridae; Coriobacteri 


1255576 1255498 7 85 gi 
n DSM 6472 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 
1337361 1337276 15 101 gi 
ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1346594 1346516 7 85 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1352669 1352584 15 
omal RNA, partial sequence 


101 gi 


1490496 1490418 7 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1786340 1786262 5 83 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
2207918 2207844 15 89 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2336932 2336847 16 101 gi 


ria; Proteobacteria; Alphaproteobacter 
r. 

2455534 2455456 7 85 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 


Micrococcaceae; Arthrobacter. 


425026 Bacteria_16S 


cavipharyngis str 
cavipharyngis Bac 


425026 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


425026 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


425026 Bacteria_16S 


strain F98.3HR69 


2474998 2474932 16 82 gi 
ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
2505146 2505056 15 105 gi 
R1 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
3016291 3016213 5 83 gi 
S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
3099341 3099263 7 


85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


425026 Bacteria_16S 
SG3903 16S ribosomal RNA, partial seq 


salinarius strain 
salinarius Bacter 


425026 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


425026 Bacteria_16S 


strain DSM 20167 
Actinobacteria; A 


425026 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


425026 Bacteria_16S 


strain E-37 16S r 
Proteobacteria; A 


425026 Bacteria_16S 


Isley 16S ribosom 
Mollicutes; Mycop 


425026 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


3130886 3130817 16 85 gi 
Firmicutes; Clostridia; Halanaerob 
3167191 31671147 84 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 
3400951 3400873 7 85 gi 


ia; 


ctinobacteridae; Actinomycetales; Micr 
3683023 3682953 15 85 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3717555 3717469 15 101 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3757667 3757597 14 84 gi 
al RNA, partial sequence 
lasmataceae; Mycoplasma. 
3833344 3833258 16 102 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 


228715356 


13280 16S ribosomal RNA, partial sequence 12031 
Coriobacteridae; Coriobacteriales 
1205869 1205791 8 86 gi| 228715355 


1204671 12061 


ales; Cori 
219857194 
sequence 

llaceae; B 
228721486 
equence 

eobacteria 


228720938 
ence 13453 
mycetales; 


228720499 


1351515 1352883 Roseo 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
425026 Bacteria_16S 


hodobacter 
219846947 

14892 
ales; Cory 
219878345 

17851 
daceae; Dy 
219857594 


2206719 22081 


219857504 
uence 
ia; Rhodob 


, 


219857415 
sequence 
eridae; Ac 


219857400 
quence 
as 
219857379 
25039 
spiraceae; 
219846913 


3015068 30165 
Porphyromona 


daceae; Dy 
219846856 


16S ribosomal RNA, partial sequence 3098122 30995 


ococcineae 
219846835 
uence 

iales; Hal 
219846810 
sequence 
Deinococca 
219846645 


16S ribosomal RNA, partial sequence 3399736 34012 


ococcineae 
219846449 
36818 
terales; R 
219846425 


3716418 37177 


hodobacter 
219846394 


3756485 3757942 Mycop 


219846340 


mataceae; 


ref 


v 


Co 


ref 


obac 


ref 


revi 
ref 


ref 


Mic 


ref 
bact 
acea 

ref 


neba 
ref 
sgon 
ref 
ref 
acte 
ref 
tino 
ref 


v My 
ref 


Spo 
ref 


sgon 
ref 
> Mi 
ref 


w 


obac 
ref 


w 


les; 
ref 
> Mi 
ref 


hodo. 
ref 


acea 
ref 
lasm 


62 1204620 Colli 


28 Collinsella 


1254345 12558 


82 1346861 Brach 


76 1490698 Coryne 


30 1786580 Dysgon 


2335756 233710 


2454319 24557 


2473825 24752 


25 2505435 Sporo 


31 Dysgonomonas 


44 Arthrobacter 


129667 31310 


165996 31674 


13 Arthrobacter 


64 3683252 Octad 


NR_027528.1 
n 
riobacterine 
NR_027527.1 


terineae; Co 
NR_024822.1 
4 
bacillus. 
NR_027609.1 
8 
odobacterale 
NR_027599.1 
y 


rococcineae; 


NR_027593.1 
er litoralis 
e; Roseobact 
NR_026539.1 


cterineae; C 


NR_025484.1 


omonas. 
NR_025182.1 


NR_025092.1 


rales; Rhodo 
NR_025003.1 
3 
mycetales; M 
NR_024988.1 
6 
coplasma. 
NR_024967.1 
b 
robacterium. 
NR_026505.1 


omonas. 
NR_026448.1 


crococcaceae 

NR_026427.1 
4 
teroidaceae; 
NR_026402.1 
6 

Deinococcac 
NR_026237.1 


crococcaceae 
NR_026040.1 
e 


bacteraceae; 
NR_026016.1 


e; Sagittula 
NR_025985.1 
a alvi Bacte 


ref 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Brevibacillus 
5 Brevibacillus 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 
er. 

Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Dysgonomonas mossii 
omonas mossii Bacteria; 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Arthrobacter 
2 Arthrobacter 


icrococcineae; 


Mycoplasma 
8 Mycoplasma 


Sporobacterium 
acterium olearium 


Dysgonomonas gadei 


gadei Bacteria; 


Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 

Halanaerobacter 

9 Halanaerobacter 
Halanaerobacter. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 


Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Mycoplasma alvi strain 
ria; Tenericutes; 


NR_025930.1 


Ruminococcus bromii 


3832173 3833552 Ruminococcus bromii Bacteria; 


Ruminococ 


cus. 


425026 Bacteria_16S 
strain B9 16S rib 


3899049 3898965 16 
osomal RNA, partial sequence 


102 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


425026 Bacteria_16S 4025897 4025808 16 105 
strain HY-35-12 1 
Firmicutes; Clostridia; Clostridiales; 
425026 Bacteria_16S 4085075 4084981 8 102 
pratensis strain F31 16S ribosomal RNA, partial 
Bacteria; Proteob 
425026 Bacteria_16S 
aminovalericum st 
aminovalericum Bacteria; Firmicutes; Clostridia; 
425026 Bacteria_16S 271908 271820 17 105 
proteoclasticum strain B316 16S ribosomal RNA, c 
proteoclasticum Bacteria; Firmicutes; 
425026 Bacteria_16S 388638 388569 16 85 
strain RV-12x 16S ribosomal RNA, partial sequenc 
Firmicutes; Clostridia; Clostridiales; Veillonel 
425026 Bacteria_16S 525304 525235 16 85 
ciconiae strain BS13 16S ribosomal RNA, partial 
Bacteria; Actinob 
Corynebacterium. 
425026 Bacteria_16S 
strain NCTC 13004 
Bacteria; Proteobacteria; Epsilonproteobacteria; 
425026 Bacteria_16S 1181668 1181571 7 104 
ATCC BAA-548 16S ribosomal RNA, partial sequence 
Bacteria; Lentisphaerae; Victivallales; Victival 
425026 Bacteria_16S 1192162 11920655 102 
strain EX-H1l 16S ribosomal RNA, partial sequence 
Aquificae; Aquificales; Hydrogenothermaceae; Per 
425026 Bacteria_16S 1260077 1260000 7 84 
radiopugnans ATCC 19172 16S ribosomal RNA, parti 
19172 Bacteria; Deinococcus-Thermus; Deinococci; 
425026 Bacteria_16S 1369228 1369151 7 84 
magneticus strain RS-1 16S ribosomal RNA, comple 
Bacteria; Proteobacteria; Deltaproteobacteria; D 
425026 Bacteria_16S 1437363 1437282 3 84 
profundus strain 506 16S ribosomal RNA, partial 
Bacteria; Deinococcus-Thermus; Deinococci; 
425026 Bacteria_16S 1733317 1733229 17 105 
strain JK 615 16S ribosomal RNA, partial sequenc 
Firmicutes; Clostridia; Clostridiales; Lachnospi 
425026 Bacteria_16S 1934034 1933945 16 105 
strain DSM 12838 16S ribosomal RNA, partial sequ 
Proteobacteria; Deltaproteobacteria; Desulfovibr 
425026 Bacteria_16S 2335521 2335436 16 101 
strain DM12 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacter 
425026 Bacteria_16S 2379383 23793045 84 
columbinasale strain 694 16S ribosomal RNA, part 
columbinasale Bacteria; Tenericutes; Mollicutes; 
425026 Bacteria_16S 2403647 2403578 16 85 
strain ATCC 17747 16S ribosomal RNA, partial seq 
Firmicutes; Clostridia; Clostridiales; Veillonel 
425026 Bacteria_16S 2526386 2526317 15 84 
hyointestinalis subsp. lawsonii strain CHY5 16S 
Campylobacter hyointestinalis subsp. 
Campylobacterales; Campylobacteraceae; Campyloba 
425026 Bacteria_16S 2559317 2559248 16 85 
strain SR12 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Eubacteri 
425026 Bacteria_16S 2606972 2606895 7 84 
burkinensis strain HDv 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Deltaproteobacteria; D 
425026 Bacteria_16S 2614712 2614643 15 84 
strain CVL 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibr 
425026 Bacteria_16S 2703921 2703840 3 84 
desulfurans strain St55B 16S ribosomal RNA, part 
desulfurans Bacteria; Deinococcus-Thermus; Deino 
425026 Bacteria_16S 2926695 2926610 16 101 
carotinifaciens strain E-396 16S ribosomal RNA, 


189554 189466 16 104 


972313 972244 15 84 


6S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 


acteria; Betaproteobacteria; Methyloph 


rain DSM 1283 16S ribosomal RNA, parti 


Clostridia; 


acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 


Thermales; 


gi| 219846296 
3897893 38992 
hodobacter 
gi| 219846206 
Clostridiu 
219846163 
e 40838 
ilales; Me 
265678937 
al sequenc 
idiales; C 
265678879 
sequence 
Clostridiales; 
gi| 265678796 
e 387448 38884 
laceae; Veillonel 
gi| 265678702 
sequence 52414 
ales; Cory 


gi 
sequenc 


gi 


Clostr 
gi 
omplete 


265678396 
97110 
Campylobacterale 
gi| 228717635 
1180467 11819 
laceae; Victivall 
gi| 228715750 
1190944 11924 
sephonella. 
gi| 219846811 
al sequence 12588 
Deinococcales; D 
gi| 228718692 
te sequence 13679 
esulfovibrionales 
gi| 224581430 
sequence 14361 
Thermaceae; 
gi| 219878386 
e 1732113 17335 
raceae; Butyrivib 
gi| 219878239 
ence 1932811 19342 
ionales; Desulfom 
gi| 219857505 
2334350 23357 
ales; Rhodobacter 
gi| 219857474 
ial sequence 
Mycoplasmataceae 
gi| 219857458 
uence 24024 
laceae; Veillonel 
gi| 219857360 
ribosomal RNA, pa 


gi 


cter. 
gi| 219857338 
2558106 25596 
aceae; Eubacteriu 
gi|219857264 
1 sequence 26057 
esulfovib 
gi| 219857256 
2613469 26150 
ionales; Desulfov 
gi| 219857186 
ial sequence 
cocci; Thermales; 


m. 


rionales; 


ref|NR_025886.1 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


acea 
ref 


e; Ahrensia. 
NR_025796.1 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


m. 
ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 
ref |NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref|NR_029185.1 

270671 272189 
Lachnospiraceae; 


ref/NR_029101.1 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 

Clostridium 

Clostridium 
lostridium. 

Clostridium 

Clostridium 

Butyrivibrio. 

Veillonella ratti 


3 Veillonella ratti Bacteria; 


la. 
ref |NR_029007.1 
6 525550 Coryne 
nebacterineae; C 


ref |NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref|NR_027565.1 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


Campylobacter lanienae 

obacter lanienae 

aceae; Campylobacter. 
Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


is. 
ref |NR_027538.1 
06 Persephonella 


ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_025525.1 
87 Butyrivibrio 
rio. 


ref |NR_025378.1 


Persephonella marina 
marina EX-H1 Bacteria; 


Deinococcus 

occus radiopugnans ATCC 

einococcus. 

Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Oceanithermus 

thermus profundus 


Butyrivibrio hungatei 


hungatei Bacteria; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


icro 
ref 


biaceae; Des 
NR_025093.1 


ulfomicrobium. 
Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


aceae; Paracoccu 
ref|NR_025062.1 
2378183 237964 
; Mycoplasma. 
ref|NR_025046.1 
23 2403914 Veillo 
la. 
ref 
rtia 


NR_024948.1 
1 sequence 


ref|NR_024926.1 


Ss. 
Mycoplasma 
0 Mycoplasma 


Veillonella criceti 
nella criceti Bacteria; 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 


gi| 219856839 
complete sequence 


Desulfovibrio 

ovibrio burkinensis 

aceae; Desulfovibrio. 
Desulfovibrio senezii 

senezii Bacteria; 

ulfovibrio. 
Oceanithermus 

1 Oceanithermus 

anithermus. 


ref |NR_024658.1 
2925520 292697 


Paracoccus 
1 Paracoccus 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


425026 Bacteria_16S 
train Z-7935 16S ribosomal RNA, partia 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


425026 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


425026 Bacteria_16S 


strain CIP 103259 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
425026 Bacteria_16S 


franzmannii strai 
Bacteria; Bactero 


425026 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


425026 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


425026 Bacteria_16S 


strain NCIMB 8628 
Bacteroidetes; Sp 


425026 Bacteria_16S 
6S ribosomal RNA, partial sequence 3985718 39871 
eriaceae 


strain KMM 6050 1 
Bacteroidetes; Fl 


425026 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


425026 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


425026 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


425026 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


425026 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


425026 Bacteria_16S 


atlanticus strain 
atlanticus Bacter 


425026 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


425026 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


425026 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; G 


425026 Bacteria_16S 


strain B2 16S rib 
Proteobacteria; G 


425026 Bacteria_16S 


serovar 3 str. 
serovar 3 str. 


AT 
AT 


3244664 3244575 16 105 gi 
acteria; 
rio. 


Proteobacteria; Deltaproteoba 
3373690 3373622 16 84 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3414683 3414586 8 105 gi 
16S ribosomal RNA, partial sequence 


3793806 3793718 16 104 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3808875 3808806 15 84 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3885119 3885038 5 86 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3979561 3979493 15 83 gi 
16S ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fle 

3986924 3986836 16 104 gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3991370 3991282 16 104 


avobacteriales; Flavobacteriaceae; Pib 
4134875 4134790 16 101 gi 
in BC74171 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


88742 88678 16 80 gi 
n A 0404 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
149716 149648 16 84 gi 
bosomal RNA, partial sequence 
296261 296193 16 84 gi 
psilonproteobacteria; Campylobacterale 
444241 444146 8 103 gi 
HTCC2559 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
634602 634534 16 84 gi 


Fusoba 
gi 


obacteriales; Fusobacteriaceae; 
746609 746515 5 101 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
747984 747890 5 101 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
749359 749265 5 101 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
752109 752015 5 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
753484 753390 5 101 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1122644 1122576 15 83 gi 
CC 27815 16S ribosomal RNA, partial se 
CC 27815 Bacteria; Tenericutes; Mollic 


425026 Bacteria_16S 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 


219846758 
cteria; 


219846668 
quence 
ales; 

219846635 


219846368 
nce 
S; 

219846357 
en 
ob 
219846306 


3883911 38853 


219846239 


xi 
219846234 


ct 
219846231 


somal RNA, partial sequence 3990163 3991609 Piboc 


ocella. 
219846124 

sequence 

ria; 


265679004 
quence 


265678963 


148511 15001 


265678863 


6S ribosomal RNA, partial sequence 295056 29653 
Helicob 


S; 
265678759 
equence 


265678628 


6S ribosomal RNA, partial sequence 633402 63487 


cterium. 
265678549 


745469 74679 
oraxellace 


265678548 


746844 74816 
oraxellace 


265678547 


748219 74954 
oraxellace 


265678545 


750969 75229 
oraxellace 


265678544 


752344 75366 
oraxellace 


228715451 
quence 
utes; 


1482891 1482823 16 84 gi 


219878151 


1 sequence 
De 


Halo 


34134 
nomycineae 


37926 
Flavoba 


ce 38076 
acterale 


39784 
bacterac 


Rhodo 


vobacteria 


obacterial 


Myco 


ref|NR_026350.1 
3243444 324494 
sulfovibrionales 


ref|NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref|NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref|NR_025896.1 


ref|NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref|NR_025824.1 
7 Gr 
ref 
ella 


amella. 
NR_025821.1 
ponti Bacte 
ref|NR_025714.1 
133716 413512 
bacterales; Rhod 


rs 


ref|NR_029312.1 

87607 88985 
les; Flavobacter 
ref|NR_029271.1 


ref |NR_029169.1 
6 Helicobacter 
acteraceae; Heli 
ref|NR_029064.1 

443005 444493 
es; Flavobacteri 
ref |NR_028933.1 
3 Fusobacterium 


ref |NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028848.1 
8 Acinetobacter 
ae; Acinetobacte 
ref|NR_027532.1 

1121455 112289 
plasmataceae; Ur 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


’ 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Polaribacter 
bacter franzmannii 
ribacter. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Capnocytophaga 
Capnocytophaga 
iaceae; Capnocytophaga. 
Clostridium rectum 


5 Clostridium rectum Bacteria; 


Helicobacter mustelae 


mustelae Bacteria; 


cobacter. 

Croceibacter 
Croceibacter 

aceae; Croceibacter. 
Fusobacterium equinum 
equinum Bacteria; 


Acinetobacter tandoii 
tandoii Bacteria; 

re, 

Acinetobacter gerneri 
gerneri Bacteria; 

bas 

Acinetobacter bouvetii 
bouvetii Bacteria; 

ne 

Acinetobacter towneri 
towneri Bacteria; 

r, 

Acinetobacter baylyi 
baylyi Bacteria; 

Es 

Ureaplasma parvum 

3 Ureaplasma parvum 
eaplasma. 


ref |NR_025290.1 
148170 


Fusobacterium 
3 1483108 Fusobacterium 


nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 


Fusobacterium. 


425026 Bacteria_ 
strain BA134 16S 
Bacteroidetes; 
425026 Bacteria_ 


Sphingobacteria; 


16S 1625094 1625026 15 83 
ribosomal RNA, partial sequence 


gi 


Sphingobacteriales; Cyc 


16S 1721196 1721128 16 84 gi 


219878460 
1623889 16253 
lo 
219878394 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 17214 


ref|NR_025599.1 


ceae; Belliella 
ref|NR_025533.1 
59 Cetobacterium 


bacteria 


Belliella baltica 


33 Belliella baltica Bacteria; 


Cetobacterium somerae 
somerae Bacteria; 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

425026 Bacteria_16S 2063665 2063578 16 103 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

425026 Bacteria_16S 2097353 2097266 16 103 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

425026 Bacteria_16S 2691896 2691809 16 103 gi|219857195|ref|NR_024823.1| Salegentibacter 
holothuriorum strain KMM 3524 16S ribosomal RNA, partial sequence 2690706 2692117 Salegentibacter 
holothuriorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Salegentibacter. 

425026 Bacteria_16S 2721895 2721827 16 84 gi|219857174|ref|NR_024802.1| Sulfurovum 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

425026 Bacteria_16S 2818017 2817949 16 84 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

425026 Bacteria_16S 2899234 28991545 85 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 

425026 Bacteria_16S 3168698 3168630 16 84 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
425026 Bacteria_16S 3171731 3171663 16 84 gi| 219846807 |ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

425026 Bacteria_16S 3218841 3218773 15 83 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

425026 Bacteria_16S 3500376 3500308 16 84 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

425026 Bacteria_16S 3701068 3701000 15 83 gi|219846436|ref|NR_026027.1| Ureaplasma gallorale 


strain D6-1 16S r 
Tenericutes; Moll 


425026 Bacteria_16S 


salegens strain D 
salegens Bacteria 


425026 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


425026 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


425026 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


425026 Bacteria_16S 


canifelinum strai 
canifelinum Bacte 


425026 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; Sp 


425026 Bacteria_16S 


californicum stra 
californicum Bact 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


425026 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


425026 Bacteria_16S 


strain TH-3 16S r 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


ribosomal RNA, partial sequence 
hingobacteria; 
300728 300649 5 


84 gi 


566602 566527 8 83 gi 
ain CPW406 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; 


622435 622360 8 83 gi 
2 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; 
716096 716009 16 102 
ibosomal RNA, partial sequence 


gi 


Sphingobacteriales; Cyc 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
425026 Bacteria_16S 


FE 


Flavobacteriale 


3699882 37013 


3815080 3814993 16 103 gi|219846353|ref|NR_025944.1 

SM 5424 16S ribosomal RNA, partial sequence 3813879 381534 
; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
3818159 3818091 16 84 gi|219846351|ref|NR_025942.1 

16S ribosomal RNA, partial sequence 3816954 3818434 Woline 
acteria; Epsilonproteobacteria; Campylobacterales; Helicobactera 
3869639 3869571 16 84 gi|219846316|ref|NR_025906.1 

in CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcoba 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 
3992866 3992779 16 103 gi|219846230|ref|NR_025820.1 

n KMM 6049 16S ribosomal RNA, partial sequence 3991660 399309 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
4182697 4182629 16 84 gi|219846089|ref|NR_025679.1 

n RMA 12708 16S ribosomal RNA, partial sequence 4181497 418295 
ria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacter 
4237154 4237086 15 83 gi|219846044|ref|NR_025634.1 


4235935 42373 
lobacteria 


265678860 
uence 
smataceae; 
265678675 
sequence 
lavobacter 


265678637 
62122 

S; 

265678571 


Flavoba 


ceae; Aquiflexu 
ref|NR_029166.1 
299496 300945 
Mycoplasma. 
ref |NR_028980.1 

565378 566823 
iales; Flavobact 


ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 


36 Ureaplasma gallorale Bacteria; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Arcobacter 
cter nitrofigilis 
aceae; Arcobacter. 
Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Fusobacterium 
4 Fusobacterium 
ium. 
Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 
m. 


Mycoplasma 
Mycoplasma 


Chryseobacterium 
Chryseobacterium 
eriaceae; 


Chryseobacterium 
obacterium defluvii 
seobacterium. 


ref |NR_028876.1 


Aminobacter aganoensis 


714920 716386 Aminobacter aganoensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 


425026 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


425026 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


425026 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


425026 Bacteria_16S 


AT1047 16S riboso 
Flavobacteria; Fl 


425026 Bacteria_16S 


strain AT1013 16S 
Bacteroidetes; Fl 


425026 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


425026 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


425026 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


425026 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


425026 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


425026 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


425026 Bacteria_16S 


strain 1340 16S r 
Tenericutes; Moll 


425026 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


425026 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


425026 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


425026 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


425026 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


425026 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


425026 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


425026 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


425026 Bacteria_16S 


spinosum strain D 


spinosum Bacteria; 


Verrucomicrobium. 


425026 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


745187 745124 20 83 
bosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1239104 1239017 16 102 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1240620 1240533 16 102 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1273714 1273639 8 83 gi 
mal RNA, partial sequence 
avobacteriales; 


gi 


Flavobacteriaceae; 
1275136 1275061 8 83 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1921798 1921723 8 83 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


Sej 
gi 


ct 


1 


2022438 2022351 15 102 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2201882 2201803 5 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


te 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2216955 2216876 5 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2365821 2365742 5 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2367331 2367252 5 84 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2376361 2376282 5 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377875 2377796 5 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481000 2480921 5 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490078 2489999 5 84 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


qu 
la 


425026 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


265678550 
744001 74541 
cteriaceae 
219878163 
se 
cage 
219878162 
eq 
ia 
219846220 
1272544 1273908 Sejon 
on 
219846219 
1273959 12753 


219878247 
av 
219878181 


219857598 
2200688 22021 


2204903 2204824 5 84 gi|219857596|ref|NR_025184.1 
bosomal RNA, partial sequence 2203720 22051 
icutes; Mycoplasmataceae; Mycoplasma. 

2206402 2206323 5 84 gi| 219857595 |ref|NR_025183.1 
in WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycopl 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2209429 22093505 84 gi|219857593|ref|NR_025181.1 


2208244 22096 


219857588 
2215772 22172 


2232115 2232028 15 102 gi|219857578|ref|NR_025166.1 
in H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persep 
ae; Aquificales; Hydrogenothermaceae; Persephonella. 

2279643 2279564 5 84 gi| 219857547 |ref|NR_025135.1 


2278443 22799 


219857483 
2364627 23660 


219857482 


219857476 


2375159 23766 


219857475 
2376676 23781 


219857396 
2479798 24812 


219857390 
2488881 24903 


ref |NR_028854.1 
8 Psychroflexus 
; Psychroflexus 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025810.1 
gia jeonii Bacte 


quence 
a; Rhizo 


uence 
Rhizob 


’ 


gia. 


ref|NR_025809.1 


; Sejongia. 
ref|NR_025386.1 
1920604 192206 
ales; Flavobacte 


eriaceae 


sequence 
obacteri 


v 


ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025186.1 


20212 
rales; C 


ref|NR_025176.1 


ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025064.1 


ence 
smatacea 


ref|NR_025063.1 


ref 


NR_024984.1 


ref |NR_024978.1 


215 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriales; 


Psychroflexus tropicus 
tropicus Bacteria; 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Chryseobacterium 
1 Chryseobacterium 
riaceae; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Persephonella 
honella guaymasensis 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


3680374 3681813 Polari 
Flavobacteriaceae; Pola 


3364700 3364633 17 84 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
SM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
3410142 3410075 16 83 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
idetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
3681574 3681507 16 83 gi|219846450|ref|NR_026041.1| Polaribacter 


bacter filamentus 
ribacter. 


425026 Bacteria_16S 
strain ATCC 29147 
Bacteroidetes; 
425026 Bacteria_16S 


Bacteroidia; 


3868136 3868069 16 


3909699 3909632 16 


83 


Porphyromonadaceae; 


83 


strain A417 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


425026 Bacteria_16S 


3911228 3911161 16 


83 


gi 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


gi 


219846317 
38668 


219846288 


3908492 39099 


gi 


canigenitalium strain D6P-C 16S ribosomal RNA, partial 


canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


425026 Bacteria_16S 
extorquens strain 


Methylobacterium. 
425026 Bacteria_16S 
strain KMM 6017 1 
Bacteroidetes; 
425026 Bacteria_16S 
strain KMM 6020 1 
Bacteroidetes; 
425026 Bacteria_16S 
strain KMM 6034 1 
Bacteroidetes; 
425026 Bacteria_16S 
strain KMM 3951 1 
Bacteroidetes; 
425026 Bacteria_16S 
strain KMM 3912 1 
Bacteroidetes; 
425026 Bacteria_16S 
subtile strain F3 


425026 Bacteria_16S 


strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


Firmicutes; 
425026 Bacteria_16S 
strain ATCC 43541 
Firmicutes; 
425026 Bacteria_16S 


Sphingobacteria; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Flavobacteria; 


Clostridia; 


Clostridia; 


3939785 3939694 15 


TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


3985443 3985376 16 


3988401 3988334 16 


3989879 3989812 16 


4088144 4088077 16 


4115134 4115067 16 


335976 335898 7 


828468 828379 16 


830044 829955 16 


910447 910358 16 


105 


83 


83 


Flavobacteriales; 


83 


Flavobacteriales; 


83 


Flavobacteriales; 


83 


85 


Bifidobacteriales; 


105 


105 


105 


gi 


gi 


gi 


gi 


gi 


gi 


Flavoba 


gi 


95 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


gi 


219846287 
sequence 


219846266 


complete sequence 


219846235 


6S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteriales; Fla 


219846233 


6S ribosomal RNA, partial sequence 3987206 39886 
Flavobacteriaceae; 


219846232 


6S ribosomal RNA, partial sequence 3988683 39901 
Flavobacteriaceae; 


219846161 


6S ribosomal RNA, partial sequence 4086933 40883 
Flavobacteriaceae; 


219846141 


6S ribosomal RNA, partial sequence 4113936 41153 
Flavobacteriales; 


265678834 
33475 


xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 


xylanovorans Bacteria; 
425026 Bacteria_16S 


Firmicutes; 
921351 921277 12 


Clostridia; 


86 


Clostridiales; 


gi 


heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequenc 


heliotrinireducens Bacteria; Actinobacteria; 
Slackia. 


Coriobacteriaceae; 
425026 Bacteria_16S 


978315 978245 15 


85 


Coriobacteridae; 


gi 


geysericola strain GC-42 16S ribosomal RNA, partial sequence 


geysericola Bacteria; Chloroflexi; Herpetosiphonales; H 


425026 Bacteria_16S 
thermacidophilum 


1331239 1331161 8 


86 


gi 


subsp. porcinum strain P3-14 16S ribos 


219846082 
omal RNA, 


erpetosiphonac 


ref 


ref 


ref 


U 
ref 


ref 


ref 


ref 


Gi 
ref 


Ma 
ref 


ref 


ref 
comp 


93 3868368 Porph 
Porphy 


3910020 391149 


3938625 394003 
Rhizobiales 


5 336267 Bifid 


NR_025907.1 


romonas. 
NR_025878.1 


NR_025877.1 


reaplasma. 
NR_025856.1 


NR_025825.1 

Roseivirga. 
NR_025823.1 
NR_025822.1 


llisia. 
NR_025751.1 


ribacter. 
NR_025731.1 


vibacter. 
NR_029139.1 


eae; 
NR_025672.1 
lete sequenc 


Porphyromonas levii 


yromonas levii Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Methylobacterium 
1 Methylobacterium 


; Methylobacteriaceae; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 
mmeovirgaceae; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 
Aquimarina. 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 
cteriaceae; Ul 


Bifidobacterium 


obacterium subtile 


Bifidobacteriaceae; Bifidobacterium. 
265678494|ref|NR_028797.1| Selenomonas infelix 
827209 828732 Selenomonas infelix Bacteria; 
Selenomonas. 
265678493|ref|NR_028796.1| Selenomonas noxia 
828783 830273 Selenomonas noxia Bacteria; 
Selenomonas. 
265678438|ref|NR_028740.1| Clostridium 
909211 910743 Clostridium 
Clostridiaceae; Clostridium. 
265678431 |ref|NR_028733.1]| Slackia 
e 920164 921628 Slackia 
Coriobacteriales; Coriobacterineae; 
265678392|ref|NR_028694.1| Herpetosiphon 
977181 978580 Herpetosiphon 


Herpetosiphon. 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales; 
425026 Bacteria_16S 


Bifidobacteriaceae; 


1760804 1760726 7 


85 


Bifidobacterium. 


gi 


219878365 


sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 


sacelli Bacteria; 
Brachybacterium. 
425026 Bacteria_16S 


1762325 1762247 7 


85 


gi 


fresconis strain LMG 20336 16S ribosomal RNA, partial s 


fresconis Bacteria; Actinobacteria; Actinobacteridae; Act 


Brachybacterium. 
425026 Bacteria_16S 


paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequenc 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; 


1763847 1763769 7 


Dermabacteraceae; Brachybacterium. 


425026 Bacteria_16S 
strain ATCC 49929 


2358163 2358085 7 


85 


85 


gi 


gi 


16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Propioniferax. 
425026 Bacteria_16S 


tyrofermentans strain CNRZ 926 16S ribosomal RNA, 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; 
Brachybacterium. 


Dermabacteraceae; 
425026 Bacteria_16S 


3355355 33552777 


3360042 3359964 7 


85 


85 


gi 
compl 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219878364 
equence 


219878363 


219857489 
23569 
ales; 


219846680 
ete sequen 


219846677 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 


ref 


ref 


ref 


ref 


ref 


68 2358432 Propi 
Propioni 


ce 3354134 335564 
Actinomyce 


NR_025504.1 


1759669 176107 
Micrococcineae; 


NR_025503.1 


1761124 176259 
inomycetales 


NR_025502.1 
e 176264 
NR_025077.1 
bacterineae 
NR_026272.1 


tales; Micro 


ref 


NR_026269.1 


; Micrococcineae; 


Brachybacterium 
3 Brachybacterium 
Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


Actinomycetales; Micrococcineae; 


Propioniferax innocua 


oniferax innocua 
, 


Propionibacteriaceae; 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Brachybacterium 


3358821 3360332 Brachybacterium 


alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; 


425026 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


425026 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


425026 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


425026 Bacteria_16S 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


425026 Bacteria_16S 


montpellierensis 
montpellierensis 


425026 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


425026 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


425026 Bacteria_16S 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


425026 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


425026 Bacteria_16S 
somal RNA, partial sequence 1162257 1163688 Meiot 


DSM 9946 16S ribo 
Deinococcus-Therm 


425026 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


425026 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


425026 Bacteria_16S 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


425026 Bacteria_16S 


strain IM1 16S ri 
Proteobacteria; A 


425026 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


425026 Bacteria_16S 


DSM 11303 16S rib 
Deinococcus-Therm 


425026 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


Brachybacterium. 

3520060 3519990 14 84 gi 
16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; My 
3751617 3751543 15 89 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
337542 337465 8 85 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


co 


qu 
as 


qu 
B 


750734 750666 5 74 gi 
in 7N16 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


ue 
oi 


767170 767101 16 85 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
891977 891911 16 83 gi 
ribosomal RNA, partial sequence 


ar 
ie: 


ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

981310 981242 15 84 gi|265678390|ref|NR_028692.1 
ES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfur 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacter 

1110461 1110396 8 73 gi|265678302|ref|NR_028604.1 
n JCM 10188 16S ribosomal RNA, partial sequence 1109258 111072 
ria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobac 
; Collinsella. 

1157362 1157294 16 84 gi|228721492|ref|NR_027615.1 
12112 16S ribosomal RNA, partial sequence 1156151 1157635 Strept 
a; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacil 

1163433 1163352 3 84 gi|228720981|ref|NR_027600.1 


Deinococci; Thermales; Thermaceae; 
1317443 1317367 8 85 gi 
bosomal RNA, partial sequence 


us; M 


bosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Methy 
2728060 2727963 5 102 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
3147317 31472407 84 gi 
osomal RNA, partial sequence 

us; Deinococci; Deinococcales; 
3754657 3754588 15 84 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


lo 


qu 
en 


Deinoco 
gi 


cc 


425026 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 


425026 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


425026 Bacteria_16S 


strain HD9 16S ri 
Actinobacteria; A 


425026 Bacteria_16S 


thiosulfatiphilum 
thiosulfatiphilum 


425026 Bacteria_16S 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 


hydrothermalis Ba 


3790714 3790653 43 104 gi|219846370|ref|NR_025961.1 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

4071305 4071236 16 85 gi|219846172|ref|NR_025762.1 


bosomal RNA, partial sequence 


ridia; Clostridiales; Veillonellaceae; V 


219846563 


219846398 


265678833 


265678546 


265678535 


265678450 
890778 89219 


228715851 
1316224 13177 


acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Trop 

1329680 1329611 16 85 gi|219846090|ref|NR_025680.1 
5 16S ribosomal RNA, partial sequence 1328439 1329962 Dialis 
tes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

2080571 2080494 8 85 gi|219878136|ref|NR_025275.1 
in DSM 4903 16S ribosomal RNA, partial sequence 2079371 208087 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
eae; Propionimicrobium. 

2663314 2663228 15 102 gi|219857215|ref|NR_024843.1 


2662145 26634 


219857169 


219846824 


3146120 31475 


219846396 
3753459 37549 


4070099 40715 


ref|NR_026155.1 
3518849 3520338 Mycopl 
plasma. 
ref |NR_025989.1 
3750418 375189 
; Mycoplasma. 
ref |NR_029138.1 
336318 337835 
teriales; Bifido 


ence 
mMataceae 


ence 
ifidobac 


ref|NR_028850.1 
749594 750918 
omonadales; Mora 


nce 
a; Pseud 
ref 
uenc 
Vei 
ref 


NR_028839.1 
e 765978 
llonellaceae 
NR_028752.1 


tial seq 
idiales; 


hermus silvanus 
eiothermus. 


ref|NR_027540.1 


cystaceae; Methylopila. 
ref |NR_024797.1 

2726822 272832 
eae; Persephonel 


ref|NR_026416.1 


ence 
othermac 


eino 
ref 


aceae; D coccus. 


NR_025987.1 


eillonella. 


4110521 4110456 5 70 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Prop 
76829 76761 15 83 gi 
strain 6230 16S ribosomal RNA, partia 
Bacteria; Chlorobi; Chlorobia; Chloro 
1060851 1060779 12 84 gi 


io 


1 
bi 


cteria; Deinococcus-Thermus; Deinococci; 


219846145 
4109294 41108 


ref|NR_025735.1 


Mycoplasma genitalium 
asma genitalium 


Mycoplasma 
2 Mycoplasma 


Parascardovia 
Parascardovia 
bacteriaceae; 


Acinetobacter 
Acinetobacter 
xellaceae; 


Veillonella 

767386 Veillonella 
Veillonella. 
Orenia sivashensis 


’ 


7 Orenia sivashensis Bacteria; 


Sulfurospirillum 

ospirillum barnesii 

aceae; Sulfurospirillum. 
Collinsella 

0 Collinsella 

terineae; 


Streptobacillus 
obacillus moniliformis 
lus. 

Meiothermus silvanus 
DSM 9946 Bacteria; 


Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 


heryma. 
Dialister invisus DSM 
ter invisus DSM 15470 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Persephonella 

8 Persephonella 

la. 

Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


265679013 


265678337 


nibacter 


sequence 
ales; Ch 


Thermales; 


inea 
ref 


e; Nocardio 
77039 


biaceae; Ch 


Thermaceae; 


NR_029321.1 
75652 
loro 
ref |NR_028639.1 


1059624 1061116 Marinithermus 


idaceae; Kribbella. 
Chlorobaculum 
Chlorobaculum 
orobaculum. 


Marinithermus 


1 


Marinithermus. 


425026 Bacteria_16S 


1183156 1183088 16 84 


gi 


stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 


stercorihominis DSM 17244 Bacteria; 


425026 Bacteria_16S 


mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 


Firmicutes; 
1207396 1207328 16 84 


Clostridia; 


gi 
120 


15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales 


425026 Bacteria_16S 


2661933 2661844 15 


105 


gi 


multivorans strain DM13 16S ribosomal RNA, partial sequence 266 


Bacteria; 
425026 Bacteria_16S 


strain lacT 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


425026 Bacteria_16S 
strain 17529 16S 


425026 Bacteria_16S 
strain FT2-B 16S 


425026 Bacteria_16S 


strain SW-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
425026 Bacteria_16S 


Algoriphagus. 
425026 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
425026 Bacteria_16S 


Bacteroidetes; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


3043545 3043478 16 84 


3857496 3857417 5 84 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3908172 3908108 16 80 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


4007731 4007663 15 83 


4097033 4096965 15 83 
Bacteroidetes; 


4098519 4098451 15 83 


4099975 4099907 15 83 


Sphingobacteria; 


gi 
3042319 304 
Desulf 


gi| 219846324 


3856288 385 


gi 
3906969 390 


gi 
4006528 400 


Sphingobacteriales; Cyclobacter 


gi 
sequen 

Sphin 
gi 


Sphingobac 
gi 


mannitolivorans strain JC2050 16S ribosomal RNA, partial sequen 


mannitolivorans Bacteria; 


Algoriphagus. 
425026 Bacteria_16S 


burtonensis strain ACAM 188 16S ribosomal RNA, partial 
Flavobacteria; 


burtonensis Bacteria; 
425026 Bacteria_16S 
strain ATCC 23391 


425026 Bacteria_16S 
saeculare strain 


425026 Bacteria_16S 


Bacteroidetes; 
264417 264350 16 83 


Bacteroidetes; 
288534 288455 5 84 


16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


339107 339028 7 86 


RA161 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


804077 803998 5 84 


strain PG14 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


425026 Bacteria_16S 


shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


Bacteria; Firmicutes; 
425026 Bacteria_16S 


817828 817754 16 89 


Clostridia; 
1167937 1167870 16 83 


ATCC 700755 16S ribosomal RNA, partial sequence 


Bacteria; 
425026 Bacteria_16S 


Bacteroidetes; 


Flavobacteria; 
1242161 1242074 15 


Sphingobacteria; 


Sphin 


gi 
sequence 


Flavobacter 
265678868 


gi 
287 


gi 
337 


Bifidobacteriales; 
265678510 


gi 
802889 804 


gi 
816 


Halobacteroi 
gi|228719858 


1166738 116 


Flavobacteriales; Flavo 
102 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial 


gi 
sequen 


azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenother: 


425026 Bacteria_16S 


1920290 1920215 8 83 


gi 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 


joostei Bacteria; 
425026 Bacteria_16S 


Bacteroidetes; 


Flavobacteria; 
2198873 2198794 5 84 


strain 128 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


425026 Bacteria_16S 


2200371 22002925 84 


strain MX9 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


425026 Bacteria_16S 


2203404 22033255 84 


Flavobacteriale 
219857600 


gi 
2197691 219 


gi 
2199190 220 


qi 


lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmatac 


425026 Bacteria_16S 


2210957 2210878 5 84 


strain CH 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


425026 Bacteria_16S 


strain Loup-1 16S ribosomal RNA, partial sequence 
Bacteroidia; 


Bacteroidetes; 


2394629 2394562 16 83 


Bacteroidales; 


gi 
2209746 221 


gi 


228717350 
Clostridiales; 
228715354 
219857216 


Hyphomicrobiaceae; Me 
219846894 


219846289 


219846218 


219846155 
ornithinivorans strain JC2052 16S ribosomal RNA, partial 
ornithinivorans Bacteria; 


219846154 
JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
219846153 


265678884 


265678832 


265678501 


219878120 


219878248 


219857599 


219857597 


219857592 


219857464 


ref|NR_027562.1 
181973 118343 
Eubact 
ref|NR_027526.1 
6179 1207663 Cateni 
; Erysipelotrichac 
ref|NR_024844.1 
0758 2662094 Methyl 


RR 


ref |NR_026486.1 
3795 Desulfovibrio 
ovibrionaceae; Des 
ref|NR_025914.1 


Anaerofustis 
4 Anaerofustis 
eriaceae; Anaerofustis. 
Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 
Mycoplasma meleagridis 


7724 Mycoplasma meleagridis Bacteria; 


ref|NR_025879.1 


Ureaplasma felinum 


8441 Ureaplasma felinum Bacteria; 


ref|NR_025808.1 
8003 Algoriphagus 
iaceae; Algoriphag 
ref|NR_025745.1 
ce 4095844 409726 
gobacteriales; Cyc 


ref|NR_025744.1 

4097319 409874 
teriales; Cyclobac 
ref|NR_025743.1 
ce 4098796 410017 
gobacteriales; Cyc 


ref |NR_029190.1 

263191 264674 
iales; Flavobacter 
ref|NR_029174.1 
341 288773 Mycopl 


ref |NR_029137.1 
886 339399 Bifido 
Bifidobacteriaceae 
ref |NR_028813.1 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Psychroserpens 
Psychroserpens 
iaceae; Psychroserpens. 
Mycoplasma felis 

asma felis Bacteria; 


Bifidobacterium 

bacterium saeculare 

; Bifidobacterium. 
Mycoplasma canis 


333 Mycoplasma canis Bacteria; 


ref|NR_028804.1 
581 817998 Seleni 
daceae; Selenihala 
ref|NR_027586.1 
8192 Psychroflexus 
bacteriaceae; Psyc 
ref|NR_025259.1 
ce 1240965 124241 
maceae; Sulfurihyd 
ref |NR_025387.1 

1919085 192055 
s; Flavobacteriace 
ref|NR_025188.1 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 
Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 
Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Mycoplasma oxoniensis 


9139 Mycoplasma oxoniensis Bacteria; 


ref|NR_025187.1 


Mycoplasma mustelae 


0637 Mycoplasma mustelae Bacteria; 


ref|NR_025185.1 

2202199 220366 
eae; Mycoplasma. 
ref|NR_025180.1 


Mycoplasma 
9 Mycoplasma 


Mycoplasma cricetuli 


1224 Mycoplasma cricetuli Bacteria; 


ref 


NR_025052.1 


Porphyromonas gulae 


2393419 2394884 Porphyromonas gulae Bacteria; 


Porphyromonadaceae; 


Porphyromonas. 


425026 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


425026 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


425026 Bacteria_16S 


fusiformis strain 
Bacteria; Verruco 


425026 Bacteria_16S 


debontii strain F 
Bacteria; Verruco 


425026 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


425026 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


425026 Bacteria_16S 


strain DD 16S rib 
Tenericutes; Moll 


425026 Bacteria_16S 


strain 7728-L6C 1 
Bacteroidetes; Ba 


425026 Bacteria_16S 


strain OCh 254 16 


gonidiaformans st 
gonidiaformans AT 


425026 Bacteria_16S 
n GA195 16S ribosomal RNA, partial seq 


ruminantium strai 
ruminantium Bacte 


425026 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


425026 Bacteria_16S 


periodonticum str 
periodonticum Bac 


425026 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


425026 Bacteria_16S 


strain A828 16S r 
Proteobacteria; A 


425026 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


425026 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


425026 Bacteria_16S 


strain HN3-7 16S 
Deinococcus-Therm 


425026 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


425026 Bacteria_16S 


phaeovibrioides s 
phaeovibrioides B 
Chlorobium. 


425026 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


425026 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


3547718 3547651 16 83 gi 


cteroidia; Bacteroidales; Porphyromona 
3549252 3549185 16 83 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
3705570 3705503 17 84 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3707088 3707021 17 84 gi 
C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomic 
3708607 3708540 17 84 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3710125 3710058 17 84 gi 
FCl 16S ribosomal RNA, partial sequenc 
microbia; Verrucomicrobiae; Verrucomic 
3858968 3858889 5 84 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3866609 3866542 16 83 gi 


cteroidia; Bacteroidales; Porphyromona 
3900519 3900435 15 100 gi 


S ribosomal RNA, partial sequence 


1358664 1358596 16 84 gi 
rain ATCC 25563 16S ribosomal RNA, par 
CC 25563 Bacteria; Fusobacteria; 
2922299 2922230 15 84 gi 
ria; Firmicutes; Clostridia; Clostridi 
3026680 3026611 15 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
3619200 3619132 16 84 gi 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3621962 3621894 16 84 gi 


Fuso. 
gi 


fusiforme Bacteria; Fusobacteria; 
4109015 4108949 16 82 
ibosomal RNA, partial sequence 


lphaproteobacteria; Rhizobiales; Barto 


ribosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3390397 3390328 15 84 gi 
ain ATCC 700543 16S ribosomal RNA, par 
teria; Deinococcus-Thermus; 
75453 75385 15 83 gi 
train 2631 16S ribosomal RNA, partial 

acteria; Chlorobi; Chlorobia; Chlorobi 


1393215 1393147 16 84 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


425026 Bacteria_16S 


6S ribosomal RNA, partial sequence 3546505 35479 


3857775 38592 


6S ribosomal RNA, partial sequence 3865370 38668 


3899350 39007 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
425026 Bacteria_16S 


Fusob 


fusiforme strain SOR 16S ribosomal RNA, 


4107869 41092 


890492 890412 8 85 gi| 265678451 
rain 3.24 16S ribosomal RNA, partial sequence 
cteria; Actinobacteria; Actinobacteridae; Actino: 
ae; Actinomadura. 

2435667 24355907 84 gi| 219857431 
ain TMC4 16S ribosomal RNA, partial sequence 
teria; Firmicutes; Clostridia; Clostridiales; Cl 

3020691 3020610 3 84 gi| 219846910 


3019481 30209 


Deinococci; 


1392046 13934 


1617494 1617426 15 83 gi|219878465 
n LMG 21980 16S ribosomal RNA, partial sequence 
ria; Bacteroidetes; Sphingobacteria; Sphingobact 
1619017 1618949 15 83 gi|219878464 


219846545 


daceae; Po 
219846544 
1 sequence 
teroidales 
219846433 
ce 37043 
robiales; 

219846432 
37058 
robiales; 

219846431 
ence 37073 
robiales; 

219846430 
e 37089 
robiales; 

219846323 


219846318 


daceae; Po 
219846295 


hodobacter 
228720055 
tial seque 


219856842 
uence 
ales; Euba 
219846906 
30255 
terales; C 
219846493 
sequence 
Fusobacter 
219846491 
partial 
bacteriale 
219846146 


nellaceae; 


Thermus. 

219846652 
tial seque 
; Thermale 
265679014 
sequence 

ales; Chlo 


228716184 


acteriales; 


ref |NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref |NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_026021.1 
07 3710374 Prosth 
Verrucomicrobiac 
ref|NR_025913.1 


ref|NR_025908.1 
42 Porphyromonas 
rphyromonas. 
ref|NR_025885.1 


acea 
ref 
nce 


e; Roseibiu 
NR_027588.1 
135754 

; Fusobacteriace 
ref|NR_024661.1 
2921059 292256 
cteriaceae; Euba 
ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref|NR_026085.1 
3618078 361940 
iaceae; Fusobact 
ref|NR_026083.1 
sequence 362084 
s; Fusobacteriac 
ref|NR_025736.1 


Bartonella. 
ref|NR_028753.1 

889276 890727 
mycetales; Strep 


ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref|NR_026502.1 


ref 
nce 


NR_026244.1 
338924 

s; Thermaceae; M 
ref |NR_029322.1 
74295 75601 
robiaceae; Chlor 


ref|NR_027548.1 


ref|NR_025604.1 
1616292 161776 
eriales; Cycloba 


Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 
Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Roseibium denhamense 


43 Roseibium denhamense Bacteria; 
m. 


Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 
Eubacterium 
6 Eubacterium 
cterium. 
Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
0 3622170 Fusobacterium 
eae; Fusobacterium. 
Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Actinomadura 
Actinomadura 
tosporangineae; 


Clostridium 
3 Clostridium 
ostridium. 
Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Meiothermus 
4 3390664 Meiothermus 
eiothermus. 
Chlorobium 
Chlorobium 
obium/Pelodictyon group; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 


ref|NR_025603.1 


Algoriphagus chordae 


strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 


Bacteroidetes; Sp 


hingobacteria; 


Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 


425026 Bacteria_16S 


aquimarinus strai 


aquimarinus Bacteria; 


Algoriphagus. 


425026 Bacteria_16S 


winogradskyi stra 


winogradskyi Bacteria; 


Algoriphagus. 


425026 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


425026 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


425026 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


425026 Bacteria_16S 


leonicaptivi stra 
Bacteria; Teneric 


425026 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


425026 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


425026 Bacteria_16S 


selenitireducens 
selenitireducens 


425026 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


425026 Bacteria_16S 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


zia. 


425026 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


ci; 


425026 Bacteria_16S 


nucleatum subsp. 


Fusobacteriaceae; 


425026 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


425026 Bacteria_16S 


strain Wai33 16S 
Deinococcus-Therm 


us; 


425026 Bacteria_16S 


acidophilum strai 
Bacteria; Aquific 


425026 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; 


Thermotogales; 


425026 Bacteria_16S 


strain MV1075 16S 
Thermotogae; 


425026 Bacteria_16S 


scardovii strain 
scardovii Bacteri 
Bifidobacterium. 


425026 Bacteria_16S 


ATcC 700122 16S r 
Actinobacteria; 


425026 Bacteria_16S 
strain LX 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


425026 Bacteria_16S 
DSM 15641 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; 


Cryptobacterium. 


Bacteroidetes; 


teria; 


Bacteria; 


Thermales; 


1620540 1620472 15 


1622063 1621995 15 
Bacteroidetes; 


1681393 1681325 16 


2213946 2213878 16 


3756157 3756089 16 


3784808 3784729 5 


84288 84203 15 


87315 87230 15 


Firmicutes; 
960001 959963 61 


Firmicutes; 


2374851 2374772 5 


2768213 2768147 19 


3019167 3019084 3 


mal RNA, partial sequence 
Thermaceae; 


3620581 3620513 16 


3780308 37802305 


3877356 3877289 17 


3957503 3957413 15 


331208 331139 16 


670955 670885 15 


1833658 1833581 7 


2520338 2520264 12 


3786299 3786217 3 


1208919 1208846 7 


Coriobacteridae; 


Deinococcus-Thermus; 


Thermales; 


83 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


84 


104 


somal RNA, partial sequence 83062 
ridiales; 


104 


Clostridia; 


98 


Bacillales; 


84 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


85 


86 


3017969 3019430 Thermus oshimai Bacteria; 


gi 


n LMG 21971 16S ribosomal RNA, partial 
Sphingobacteria; 


in LMG 21969 16S ribosomal RNA, partial 


rain TR 16S ribosomal RNA, partial sequence 
cteria; 


3754983 37564 


gi 


in 3L2 16S ribosomal RNA, partial sequence 37836 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


gi 


gi 


ain Fae 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


strain MLS10 16S ribosomal RNA, partial sequence 
Bacillaceae; 


gi 


2373653 23751 


gi 


strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


gi 


Thermus. 


84 


84 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


84 


ribosomal RNA, partial sequence 
Deinococci; 


105 


ibosomal RNA, partial sequence 
Thermotogaceae; 


85 gi| 265678840 

329993 33159 
Geotoga. 

85 gi| 265678602 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 


85 


86 


ibosomal RNA, partial sequence 


Coriobacteridae; Coriobacteriales; 


84 


79 


gi 


animalis strain NCTC 12276 16S ribosomal 
Fusobacterium nucleatum subsp. 
Fusobacterium. 


animalis Bacteria; 


gi 


3779118 37805 


gi 


3876152 38776 
Thermaceae; 


gi 


n 3H-1 16S ribosomal RNA, partial sequence 39562 
ae; Aquificales; Aquificaceae; Hydrogenobaculum. 


gi 


CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


gi 


2519150 25206 
Coriobacterine 


gi 


3785096 37865 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


84529 
Ruminococcaceae; Anaerofilum. 


669757 67122 


Bifidobacte 


219878463 
sequence 


Sphingobacteriales; 


219846374 
265679007 
Anaer 
265679005 


Ru 
265678405 


B 
219857477 


219857139 

sequenc 
Act 
219846911 


219846492 
RNA, pa 


219846377 


219846311 


Thermus. 
219846254 


219878313 
sequence 


219857364 


219846373 


228715352 


Fusobacteria; 


ref|NR_025602.1| Algoriphagus 
1619338 1620810 Algoriphagus 
Cyclobacteriaceae; 


83 gi|219878462|ref|NR_025601.1| Algoriphagus 
sequence 1620861 1622333 Algoriphagus 
Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
84 gi|219878421|ref|NR_025560.1| Vulcanithermus 
1680196 1681676 Vulcanithermus 
Deinococci; Thermales; Thermaceae; Vulcanithermus. 
84 gi|219857590|ref|NR_025178.1| Mycoplasma citelli 
2212774 2214223 Mycoplasma citelli Bacteria; 
84 gi| 219846395 |ref|NR_025986.1| Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025965.1| Mycoplasma 
21 3785045 Mycoplasma leonicaptivi 
ref 


NR_029315.1| Anaerofilum agile 


ofilum agile Bacteria; Firmicutes; 
ref |NR_029313.1| Anaerofilum 

86091 87556 Anaerofilum 
minococcaceae; Anaerofilum. 
ref|NR_028707.1| Bacillus 

958824 960272 Bacillus 
acillus. 
ref|NR_025065.1| Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


ref|NR_024767.1| Dietzia 
e 2767023 2768505 Dietzia 
inomycetales; Corynebacterineae; 


Thermus oshimai strain 
Deinococcus- 


ref|NR_026503.1 


Fusobacterium 
3619459 3620789 
Fusobacteriales; 


ref|NR_026084.1 
rtial sequence 


ref|NR_025968.1| Mycoplasma sturni 
43 Mycoplasma sturni Bacteria; 


ref|NR_025901.1| Thermus filiformis 
26 Thermus filiformis Bacteria; 
ref|NR_025844.1| Hydrogenobaculum 


75 3957710 Hydrogenobaculum acidophilum 


ref|NR_029145.1| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 
ref|NR_025452.1| Bifidobacterium 


1832458 1833837 Bifidobacterium 
riales; Bifidobacteriaceae; 


ref|NR_024952.1| Slackia exigua strain 
14 Slackia exigua ATCC 700122 Bacteria; 
ae; Coriobacteriaceae; Slackia. 
ref|NR_025964.1| Mycoplasma simbae 

26 Mycoplasma simbae Bacteria; 


ref 


NR_027524.1| Cryptobacterium curtum 


1207714 1209142 Cryptobacterium curtum DSM 15641 


Coriobacteriales; 


Coriobacterineae; 


Coriobacteriaceae; 


425026 Bacteria_16S 
strain R18165 16S 


425026 Bacteria_16S 
strain MSB-8 16S 
Thermotogae; 
425026 Bacteria_16S 
1279 16S ribosoma 
Deinococcus-Thermus; 
425026 Bacteria_16S 
DSM 4359 16S ribo 
Thermotogae; 
425026 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacteria; 
425026 Bacteria_16S 

strain Se-1 16S r 
Deinococcus-Thermus; 
425026 Bacteria_16S 
strain RF-4 16S r 
Deinococcus-Thermus; 
425026 Bacteria_16S 
strain GY-1 16S r 
Deinococcus-Thermus; 
425026 Bacteria_16S 
strain YT-1 16S r 
Deinococcus-Thermus; 
425026 Bacteria_16S 
flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora. 
425026 Bacteria_16S 
strain TMO 16S ri 
Thermotogae; 
425026 Bacteria_16S 
strain DSM 9442 1 
Thermotogae; 
425026 Bacteria_16S 
strain SL1 16S ri 
Thermotogae; 
425026 Bacteria_16S 


Thermotogales; 


Thermotogales; 


Thermotogales; 


Thermotogales; 


4238686 4238609 8 


ribosomal RNA, 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


305293 305214 7 


ribosomal RNA, 
Thermotogales; 


complete sequence 
Thermotogaceae; 


1158840 1158773 17 


Deinococci; 


1 RNA, partial sequence 


Thermales; 


1202868 1202789 7 


2194276 2194209 17 


Deinococcus-Thermus; 
2630110 2630043 17 


Deinococci; 


30 


Deinococci; 
31 


Deinococci; 


38 


Deinococci; 


ibosomal RNA, partial sequence 


Thermales; 


22199 3022132 17 


ibosomal RNA, partial sequence 


Thermales; 


39731 3139664 17 
ibosomal RNA, partial sequence 


Thermales; 


78876 3878809 17 
ibosomal RNA, partial sequence 


Thermales; 


888987 888957 8 


1394781 1394711 16 


bosomal RNA, partial sequence 
Thermotogaceae; 


3451788 3451718 16 


3778813 3778743 16 


bosomal RNA, partial sequence 
Thermotogaceae; 


960058 960027 7 


85 gi 


86 gi 


Thermotoga. 
84 gi 


1157686 1159115 Meiothermus ruber DSM 
Meiothermus. 


Thermaceae; 
86 gi 


Thermotoga. 


n WR-30 16S ribosomal RNA, partial seq 


84 gi 
Deinococci; 
84 gi 


Thermaceae; 
84 gi 


Thermaceae; 
84 gi 


Thermaceae; 
84 gi 


Thermaceae; 
38 gi 


-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


86 gi 


Thermotoga. 
86 gi 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogaceae; 


Thermotoga. 
86 gi 


Thermotoga. 
38 gi 


304028 30558 


2628913 26303 


3021006 30224 


3138565 31400 


3877677 38791 


1393543 13950 


3777587 37790 


219846043 


4237444 42389 


265678857 


228721491 


228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotogaceae; 


219857603 
uence 

Thermales; 
219857239 


Thermus. 
219846909 


Thermus. 
219846829 


219846310 
Thermus. 

265678452 
nce 88778 
ales; Pseu 


228715897 


219846609 


219846378 


265678405 


nomycineae; 


Meiothermus. 


selenitireducens 
selenitireducens 


425026 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


425026 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


425026 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


425026 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


425026 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 
425026 Fungi_16S 
strain IFM 10035 

Actinobacteria; 
425026 Fungi_16S 
strain IFM 0784 1 
Actinobacteria; A 
425026 Fungi_16S 
strain IFM 0575 1 
Actinobacteria; A 
425026 Fungi_16S 
strain IFM 10084 

Actinobacteria; A 
425026 Fungi_16S 
strain YZ-96 16S 


bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
505543 505519 62 86 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 
1332793 1332769 62 86 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1917117 1917093 62 86 gi 
16S ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
2828551 2828527 62 86 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
1217 1140 8 85 gi 
16S ribosomal RNA, partial sequence 1 


Ss; 


Actinobacteridae; Actinomycetales; Corynebacterin 


strain MLS10 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; B 
3716099 3716031 16 84 gi|219846426 


3714904 37163 


265678715 
504361 50587 


228721494 
equence 


219878250 


219856905 


2827347 28288 


265678352 


Thermot 


19159 


1514 


ref|NR_025633.1| Actinomyces dentalis 
60 Actinomyces dentalis Bacteria; 
Actinomycetaceae; Actinomyces. 
ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


Meiothermus ruber DSM 
1279 Bacteria; 


ref|NR_027614.1 


ref|NR_027530.1 


a neapolitan 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 
ref|NR_025191.1| Meiothermus 
193088 2194570 Meiothermus 

Thermaceae; Meiothermus. 
ref|NR_024867.1| Thermus scotoductus 
81 Thermus scotoductus Bacteria; 


is} 


ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


ref|NR_026421.1| Meiothermus cerbereus 
00 Meiothermus cerbereus Bacteria; 


ref|NR_025900.1| Thermus aquaticus 
46 Thermus aquaticus Bacteria; 


ref|NR_028754.1 
3 889225 Saccha 
donocardineae; P 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


ref|NR_027542.1| Thermotoga lettingae 
55 Thermotoga lettingae TMO Bacteria; 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


ref|NR_028707.1| Bacillus 
958824 960272 Bacillus 
acillus. 
ref|NR_026017.1| Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


ref|NR_029020.1| Thermosipho atlanticus 
1 Thermosipho atlanticus Bacteria; 


NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref|NR_025389.1 
11 1917433 Thermo 


Thermosipho 

7 Thermosipho 

ipho. 

Thermosipho geolei 
sipho geolei Bacteria; 


ref|NR_024726.1| Thermosipho japonicus 
49 Thermosipho japonicus Bacteria; 


ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 


2726 2649 8 85 gi| 265678351 
6S ribosomal RNA, partial sequence 1564 3016 
ctinobacteridae; Actinomycetales; Corynebacterin 
4264 4187 8 85 gi| 265678350 
6S ribosomal RNA, partial sequence 3067 4565 
ctinobacteridae; Actinomycetales; Corynebacterin 
5824 5747 8 85 gi| 265678349 
16S ribosomal RNA, partial sequence 4616 6112 
ctinobacteridae; Actinomycetales; Corynebacterin 
7380 7303 8 85 gi| 265678348 
ribosomal RNA, partial sequence 6163 7670 


ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


425026 Fungi_16S 8882 8805 8 85 gi| 265678342 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
425026 Fungi_16S 10368 10291 8 85 gi| 219857197 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
425026 Fungi_16S 11849 11772 8 85 gi|219857175 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequenc 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actino: 
Nocardiaceae; Nocardia. 

425026 Archaea_16S 2636 2605 71 102 gi| 265678992 
strain Ronl2/II 16S ribosomal RNA, partial sequence 1513 2932 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallo 
425026 Archaea_16S 4147 4116 71 102 gi| 265678906 
strain Hvv3, DSM 2475 16S ribosomal RNA, partial sequence 2983 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermofilaceae; The 
425026 Archaea_16S 102323 102292 71 102 gi| 254971304 
hakonensis H01-1 16S ribosomal RNA, partial sequence 101190 10265 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallo 
432206 Bacteria_16S 291291 291270 24 45 gi| 265678866 
strain Kol5a 16S ribosomal RNA, partial sequence 290399 29196 
Aquificae; Aquificales; Aquificaceae; Aquifex. 

439852 Bacteria_16S 883947 883841 3 109 gi| 265678455 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Synt 
Desulfacinum. 

439852 Bacteria_16S 1301689 1301583 3 109 gi| 219846639 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 13024 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterale 
Sedis; Caldicellulosiruptor. 

439852 Bacteria_16S 1304799 1304693 3 109 
owensensis OL 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; 
Sedis; Caldicellulosiruptor. 
439852 Bacteria_16S 1324707 1324601 3 109 gi 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; 
Family III. Incertae Sedis; Caldicellulosiruptor. 
439852 Bacteria_16S 1483913 1483807 3 109 
strain SW32 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
439852 Bacteria_16S 1755774 1755668 3 109 gi 


gi 


Thermoanaerobacterale 


gi 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 17565 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 

439852 Bacteria_16S 2326020 2325914 3 109 gi 

stercorarium subsp. leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 

Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3582078 3581972 3 109 gi 

stercorarium subsp. thermolacticum strain TX41 16S ribo 


1304017 13055 


1483159 14846 


s; Thermoa 


219846460 


s; Thermoa 


219878140 
sequence 
Thermoana 


219857506 


Halomonad 
219878369 


Halomonad 
219857512 
ribosomal 


219846521 
somal RNA, 


ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

mycetales; Corynebacterineae; 

ref|NR_029300.1| Metallosphaera prunae 
Metallosphaera prunae Archaea; 

sphaera. 

ref|NR_029214.1| Thermofilum pendens 
4491 Thermofilum pendens Archaea; 

rmofilum 

ref|NR_028222.1| Metallosphaera 

0 Metallosphaera hakonensis Archaea; 

sphaera. 

ref|NR_029172.1| Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


ref|NR_028757.1| Desulfacinum 

883190 884650 Desulfacinum 
rophobacterales; Syntrophobacteraceae; 
ref |NR_026231.1| Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 

aceae; Kushneria. 

ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas. 

ref|NR_025100.1| Clostridium 

RNA, partial sequence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridium 
e 3581316 3582832 


ref 
par 


NR_026113.1 
tial sequenc 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; Clostridium. 

439852 Bacteria_16S 202837 202735 7 109 gi 
proteolyticus strain BT 16S ribosomal RNA, partial sequ 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoa 
Coprothermobacter 
439852 Bacteria_16S 
strain JW/AS-Y6 1 
Firmicutes; Clost 
439852 Bacteria_16S 
strain G-16.1 16S 
Proteobacteria; G 
439852 Bacteria_16S 
dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 
439852 Bacteria_16S 


257989 257883 3 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; 
491278 491172 3 109 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1120643 1120537 3 109 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; Deltaproteobacteria; My 


109 gi 
Thermoa 
gi 


1276110 1276004 3 109 gi 
sarecensis strain LV4 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
439852 Bacteria_16S 1863544 1863438 3 109 gi 
israelensis strain Bal 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 


complete sequence 257219 25873 


490502 49197 


265678928 
ence 20208 
naerobacte 


265678890 


naerobacte 
265678724 


Halomonad 
228716127 

11198 

xococcales 


219846179 
ce 12753 
irillales; 


ref|NR_029236.1 
7 203611 Coprot 
rales; Thermodes 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


ref|NR_029198.1| Moorella glycerini 

1 Moorella glycerini Bacteria; 
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439852 Bacteria_16S 1865126 1865020 3 109 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

439852 Bacteria_16S 2391097 2390991 3 109 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

439852 Bacteria_16S 2441322 2441216 3 109 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
paradoxus strain ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
439852 Bacteria_16S 3776796 3776690 3 109 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 

439852 Bacteria_16S 3835798 3835692 3 109 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
strain C-1 16S ribosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

439852 Bacteria_16S 3879956 3879850 3 109 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

439852 Bacteria_16S 4055692 4055586 3 109 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

439852 Bacteria_16S 4207847 4207741 3 109 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

439852 Bacteria_16S 44565 44460 3 108 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

439852 Bacteria_16S 828009 827901 1 109 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

439852 Bacteria_16S 829585 829477 1 109 gi|265678493|ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

439852 Bacteria_16S 841715 841615 3 103 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain Z4 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

439852 Bacteria_16S 1200813 1200705 1 109 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

439852 Bacteria_16S 1524531 1524423 1 109 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

439852 Bacteria_16S 1577309 1577209 3 103 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 2560402 2560294 1 109 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

439852 Bacteria_16S 2927770 2927670 3 103 gi|219856838|ref|NR_024657.1| Marinospirillum 
minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 2927022 2928477 Marinospirillum 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

439852 Bacteria_16S 2263824 2263721 3 106 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO4 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

439852 Bacteria_16S 105232 105126 3 109 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
439852 Bacteria_16S 215315 215209 3 109 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

439852 Bacteria_16S 244490 244388 1 103 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

439852 Bacteria_16S 369926 369820 3 109 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

439852 Bacteria_16S 419032 418926 3 109 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
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439852 Bacteria_16S 204440 204335 1 106 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

439852 Bacteria_16S 1051379 1051283 7 103 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

439852 Bacteria_16S 1883543 1883435 1 109 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

439852 Bacteria_16S 2682553 2682453 3 103 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 2883810 2883702 1 109 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

439852 Bacteria_16S 3049208 3049108 3 103 gi| 219846889 |ref|NR_026481.1| Eremococcus coleocola 
strain M1832/95/2 16S ribosomal RNA, partial sequence 3048454 3049838 Eremococcus coleocola 
Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Eremococcus. 

439852 Bacteria_16S 3594449 3594349 3 103 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3850948 3850848 3 103 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

439852 Bacteria_16S 47591 47488 3 106 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
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16S 99093 98987 3 109 gi| 265678997 |ref|NR_029305.1| Desulfobulbus 

FP 16S ribosomal RNA, partial sequence 98328 99781 Desulfobulbus elongatus 
acteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
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a strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
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16S 388180 388078 1 103 gi|265678796|ref|NR_029101.1| Veillonella ratti 
ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

439852 Bacteria_16S 511168 511066 7 109 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

439852 Bacteria_16S 728132 728026 3 109 gi|265678563|ref|NR_028867.1| Thiorhodospira 
sibirica strain Al2 16S ribosomal RNA, partial sequence 727370 728734 Thiorhodospira sibirica 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thiorhodospira. 
439852 Bacteria_16S 743260 743154 3 109 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

439852 Bacteria_16S 766711 766609 1 103 gi|265678535|ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

439852 Bacteria_16S 805099 804997 1 103 gi| 265678509 |ref|NR_028812.1| Anaeroglobus geminatus 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 805791 Anaeroglobus geminatus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

439852 Bacteria_16S 967305 967199 3 109 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

439852 Bacteria_16S 1100841 1100735 3 109 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 


strain TO-931 16S 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 1126662 1126556 3 109 gi|253680772|ref|NR_028020.1 
wolinii strain DB 16S ribosomal RNA, partial sequence 1125986 1127376 Syntro 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobact 
Syntrophobacter. 

439852 Bacteria_16S 1313842 1313736 3 109 gi| 228718892 |ref|NR_027577.1 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 131309 


Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacte anaerobact 
439852 Bacteria_16S 
LMG 19981 16S rib 
G 


439852 Bacteria_16S 


Proteobacteria; 
strain DSM 5651 1 


Proteobacteria; 


doebereinerae Bac 
Azospirillum. 


439852 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; 


lanuginosus strai 


lanuginosus Bacte 


Chondromyces. 


439852 Bacteria_16S 
apiculatus strain 
apiculatus Bacter 


Chondromyces. 


439852 Bacteria_16S 
n LS-293 16S ribosomal RNA, partial se 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


439852 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


439852 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


439852 Bacteria_16S 


D 
439852 Bacteria_16S 
doebereinerae str 


D 
439852 Bacteria_16S 


ribosomal RNA, partial sequence 


rales; Thermoanaerobacteraceae; 
1814855 1814749 3 109 


osomal RNA, partial sequence 


gi 
18 
1895929 1895823 3 109 gi 
eltaproteobacteria; Desulfobacterales; 
1969913 1969807 3 109 gi 


1982215 1982113 3 105 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
1983800 1983698 3 105 


gi 


gi 


ria; Proteobacteria; 


1985384 1985282 3 105 gi 


2155838 21557367 109 gi 
ria; Actinobacteria; 
Rubrobacter. 


2231644 2231538 3 


Rubrobacteridae; 


109 gi 
ae; Aquificales; Hydrogenothermaceae; 
2403189 2403087 1 103 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Veillonellaceae; 
2406261 2406155 3 109 gi 


Thermo 


ammaproteobacteria; Xanthomonadales; X 


ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


n Sy t2 16S ribosomal RNA, partial seq 
Deltaproteobacter 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


in H2 16S ribosomal RNA, partial seque 


1100149 11015 


219878326 
14099 18155 
an 
219878267 


6S ribosomal RNA, partial sequence 1895145 18966 
esulfoba 


D 
219878215 
equence 
eria; 


219878207 


1981436 19829 
Sora 


ngiineae; 
219878206 
uence 

ia; 


, 


219878205 
uence 
a; Myxococ 


219857631 
quence 
Rubrobacte 


219857578 
nce 22309 
Persephone 
219857458 
24024 
Veillonel 
219857456 


viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 


viterbiensis Bact 


eria; Firmicutes; Clostridia; 


Clostridiales; 


Clo 


thomonad 


Rhod 


Myxoco 


er. 
ref|NR_025465.1 
aceae; Fulvimona 
ref |NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025354.1 

1969231 197053 
ospirillales; Rh 


ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
ccales; Sorangii 


ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref|NR_025220.1 
2155131 215660 
rales; Rubrobact 


ref|NR_025166.1 
13 2232371 Persep 
las 
ref|NR_025046.1 
23 2403914 Veillo 
la. 


41 Clostridium hiranonis Bacteria; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Thermoanaerobacter 
4 1314606 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 


Ss. 
Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Azospirillum 

3 Azospirillum 
odospirillaceae; 


Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Rubrobacter 
6 Rubrobacter 
erineae; 


Persephonella 
honella guaymasensis 


Veillonella criceti 
nella criceti Bacteria; 


ref|NR_025044.1 
2405537 240701 
stridiaceae; Cal 


Caloramator 
6 Caloramator 
oramator. 


439852 Bacteria_16S 
dichotomicum stra 
dichotomicum Bact 
439852 Bacteria_16S 
strain Z 16S ribo 
Clostridia; Clost 
439852 Bacteria_16S 
amylophilus strai 
Bacteria; Proteob 
439852 Bacteria_16S 
strain NZ35 16S r 
Firmicutes; Clost 
439852 Bacteria_16S 
strain DSM 1030 1 
Firmicutes; Clost 
439852 Bacteria_16S 
proteoclasticus s 
proteoclasticus B 
439852 Bacteria_16S 
glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae; 
439852 Bacteria_16S 
strain IndiB4 16S 
Firmicutes; Clost 
439852 Bacteria_16S 
ATCC 35205 16S ri 


eria; 


ridiales; 


2453526 2453420 3 
Firmicutes; 
2515344 2515238 3 


3095855 3095749 3 


3241096 3240990 3 


Clostridiales; 
3284890 3284784 3 


Clostridiales; 
3365766 3365660 3 


Firmicutes; 
3496929 3496827 7 


teria; Actinobacteria; 
Coriobacterium. 


3551843 3551737 3 


Clostridiales; 
3829920 3829814 3 


ibosomal RNA, partial sequence 
ridia; 


ribosomal RNA, partial sequence 
ridia; 


bosomal RNA, partial sequence 


in KCTC 3667 16S ribosomal RNA, partia 
Bacillales; 


n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 


train DSM 12679 16S ribosomal RNA, par 
acteria; 


DSM 20642 16S ribosomal RNA, partial s 


3829173 38306 


somal RNA, partial sequence 2514611 2516064 Calor 
Clostridiaceae; 


6S ribosomal RNA, partial sequence 3284145 32856 
ridia; 


19 Acetobacterium 


Eubacteriaceae; Acetobacterium. 
109 gi|219846673|ref|NR_026265.1 
tial sequence 336503 
Clostridia; Clostridiales; Clostridiaceae; 
109 gi|219846578|ref|NR_026170.1 
equence 3496207 349764 
Coriobacteridae; Coriobacteriales; Coriob 
109 gi| 219846542 |ref|NR_026134.1 
3551089 35526 
Clostridiaceae; Caloramator. 
109 gi| 219846342 |ref|NR_025932.1 


109 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
1 sequence 2452794 2454268 Thermoflavimicrobium 
Thermoactinomycetaceae; Thermoflavimicrobium. 
109 gi|219857367|ref|NR_024955.1| Caloramator coolhaasii 
amator coolhaasii Bacteria; Firmicutes; 
Caloramator. 
109 gi|219846858|ref|NR_026450.1| Ruminobacter 
ence 3095079 3096617 Ruminobacter amylophilus 
dales; Succinivibrionaceae; Ruminobacter. 
109 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
3240430 3241833 Thermobrachium celere Bacteria; 
Clostridiaceae; Thermobrachium. 
109 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 


woodii Bacteria; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Coriobacterium 
1 Coriobacterium 
acterineae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

439852 Bacteria_16S 3977795 3977689 3 109 gi|219846240|ref|NR_025830.1| Rhodospirillum 
centenum strain IAM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Rhodospirillum. 

439852 Bacteria_16S 4066337 4066231 3 109 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 


strain SEBR 2582 
Proteobacteria; D 
439852 Bacteria_16S 
strain PV1 16S ri 
Firmicutes; Clost 
439852 Bacteria_16S 
vibrioides strain 
vibrioides Bacteria; 
439852 Bacteria_16S 
strain TMAO3 16S 
Firmicutes; Clost 
439852 Bacteria_16S 
H 1 16S ribosomal 
Clostridia; Clost 
439852 Bacteria_16S 
naphthalenovorans 
naphthalenovorans 
439852 Bacteria_16S 
strain 1480D 16S 

Firmicutes; Bacil 
439852 Bacteria_16S 
thermotolerans st 
thermotolerans Ba 
Pseudomonas. 
439852 Bacteria_16S 
hafniense strain 

DCB-2 Bacteria; F 
439852 Bacteria_16S 
strain L1-82 16S 
Bacteria; Firmicutes; 
439852 Bacteria_16S 

xylanivorans stra 
xylanivorans Bact 
439852 Bacteria_16S 
strain DSM 2875 1 
Firmicutes; Clost 
439852 Bacteria_16S 


eria; 


ridia; 


4070847 4070745 1 


1880379 1880278 8 


FKBS1 16S ribosomal RNA, 


Firmicutes; 
549282 549174 1 


643407 643299 1 


RNA, partial sequence 
ridiales; Veillonellaceae; 


797395 797295 3 


Firmicutes; 
1007125 1007025 3 


Bacillaceae; 
1144878 1144778 3 


Proteobacteria; 
1341459 1341359 3 


Clostridia; 
1383862 1383762 3 


Clostridia; 
1734359 1734259 3 


Firmicutes; 
1881967 1881859 1 


1885123 1885015 1 


Clostridia; 


103 


bosomal RNA, partial sequence 
ridia; 


109 


109 


ribosomal RNA, partial sequence 
ridia; 


ribosomal RNA, partial sequence 
lales; 


ribosomal RNA, partial sequence 
Clostridiales; 


Gammaproteobacteria; Pseudomonadales; Ps 
103 gi|228721140|ref|NR_027603.1 

nce 1340674 1342203 Desulf 

Clostridiales; Peptococcaceae; Desulfitob 
103 gi|228716944|ref|NR_027557.1 

1383100 13845 
Lachnospiraceae; Roseburia. 
103 gi| 219878385 |ref|NR_025524.1 


109 


109 


gi 


4070099 40715 


Clostridiales; Veillonellaceae; Veillonel 


gi 


gi 


548509 55004 
Clostridiales; Veillonellaceae; 


strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; 


rain CM3 16S ribosomal RNA, partial se 
cteria; 


DCB-2 16S ribosomal RNA, partial seque 
irmicutes; 


in Mz 5 16S ribosomal RNA, partial seque 


Clostridia; Clostrid 


gi 


gi 


16S ribosomal RNA, partial sequence 4065569 40669 
eltaproteobacteria; Desulfovibrionales 


v 


219846172 


219878279 


complete sequence 
Clostridia 


les; 
265678686 


nce 
iales; 
219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


s 
219878276 


Desulfov 


Veill 


Lac 


poromusa 


ibri 
ref 


la. 
ref 


onel 
ref 


Sporomusa. 
109 gi| 265678622 |ref|NR_028927.1 
642624 644123 Sporomusa ovata Bacte 

Sporomusa. 

103 gi|265678514|ref|NR_028817.1 
al sequence 796606 798156 
Bacillales; Paenibacillaceae; Paenibacill 
103 gi|265678373|ref|NR_028675.1 

1006359 10077 

Bacillus. 

103 gi|253680760|ref|NR_028008.1 
quence 1144133 114556 


hnos 
ref 


84 Desulfovibrio 


1879598 18811 


1733638 17350 


onaceae; Des 
NR_025762.1 


NR_025418.1 
3 
laceae; Prop 
NR_028991.1 


7 
piraceae; Ps 
NR_025417.1 


ref 


longus Bacteria; 
ulfovibrio. 
Veillonella caviae 


00 Veillonella caviae Bacteria; 


Propionispora 

1 Propionispora 
ionispora. 

Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Sporomusa ovata strain 
ria; Firmicutes; 


Paenibacillus 
Paenibacillus 

us. 

Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Desulfitobacterium 
itobacterium hafniense 
acterium. 

Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Pseudobutyrivibrio 

9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Sporomusa sphaeroides 


05 Sporomusa sphaeroides Bacteria; 


NR_025415.1 


Sporomusa acidovorans 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Sporomusa. 


Firmicutes; 


Clostridia; 


Clostridiales; Veillonellaceae; 


439852 Bacteria_ 


strain P-1 16S ri 
Clost 
439852 Bacteria_16S 
strain BG29 16S r 
Clost 
439852 Bacteria_16S 
cinnamivorans str 
cinnamivorans Bac 
439852 Bacteria_16S 
chinjuensis strai 
Firmicu 
439852 Bacteria_16S 
naphthovorans str 
naphthovorans Bac 
439852 Bacteria_16S 
ruminantium strai 
ruminantium Bacte 
439852 Bacteria_16S 
700631 16S riboso 


Firmicutes; 


Firmicutes; 


Bacteria; 


Lactobacillales; 


439852 Bacteria_16S 
orientis strain D 
Firmicu 
439852 Bacteria_16S 
strain DG-1 16S r 
Clost 
439852 Bacteria_16S 


Bacteria; 


Firmicutes; 


ruminis strain DS 
Bacteria; Firmicu 


439852 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


439852 Bacteria_16S 


chlororespirans s 
chlororespirans B 


439852 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


439852 Bacteria_16S 


lactatifermentans 
lactatifermentans 


439852 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


439852 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 


Saccharospirillum. 
439852 Bacteria_16S 


micronuciformis s 
micronuciformis B 


439852 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


439852 Bacteria_16S 


islandicus strain 
Bacteria; Nitrosp 


439852 Bacteria_16S 


acidophilum strai 
Bacteria; Aquific 


439852 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


439852 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


16S 2109012 2108916 7 103 


bosomal RNA, partial sequence 


gi 


ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2432157 2432057 3 103 gi 
n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2608068 2607968 3 103 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2921837 2921737 3 103 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
3100368 3100268 3 103 gi 
mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3154532 3154432 3 103 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3203259 32031511 109 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
3297107 3297007 3 103 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3298632 3298532 3 103 gi 
strain S5a36 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clo 
3685581 3685481 3 103 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3852453 38523577 103 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
4220112 4220012 3 103 gi 
strain G17 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clo 
179826 179723 3 106 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


al 


ri 


605151 605048 3 106 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


2140823 2140720 1 103 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2739552 2739445 3 109 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
3287913 3287807 3 109 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 


rt 
ri 


ce 
S; 


en 
he 


qu 
di 
219857436 
24314 
bacillus 
219857263 
1 sequen 
Ocea 
219856842 
ue 
al 


nc 
ni 


ia 
er 


en 
oc 
219846786 
3202501 32039 
poromusa 
219846723 
ce 32963 
iraceae; 
219846722 
sequenc 
ridiales 
219846447 
se 


s 


en 
sp 


st 


219873437 
2108290 21097 


ence 
ales; 


e 


ia; 


nce 
es; 


219846819 
ce 31537 


caceae; 


quence 
diales; 


219846327 
qu 
id 
219846061 
sequence 
stridiales; 
265678943 
al sequenc 
ria; Methy 


ence 
iales; 


265678648 
ence 60442 
irillales; 


219857641 
ial sequ 


diales; 


219857161 


2738 


ce 3287 


3957038 3956932 3 109 gi 
n 3H-1 16S ribosomal RNA, partial sequ 
ae; Aquificales; Aquificaceae; Hydroge 
21884 21782 1 103 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
83843 83737 3 109 gi 
somal RNA, partial sequence 83062 


ridiales; Ruminococcaceae; Anaerofilum. 


439852 Bacteria_16S 


86870 86764 3 109 gi 


21157 
Propionis 

265679007 

84529 


2262 


Anae 


265679005 


pentosovorans strain Fae 16S ribosomal RNA, partial sequence 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 


Ru 


Euba 
219846855 
3099595 3101003 Fackl 


Thermod 
219846729 


rmodesul 
219846254 
ence 39562 
nobaculum. 
265679049 


ref|NR_026099.2| Clostridium aldrichii 
71 Clostridium aldrichii Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

2337904 2337798 3 109 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
ibosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

2430619 2430519 3 103 gi|219857437|ref|NR_025025.1| Papillibacter 


2429869 243135 
minococcaceae; P 
ref |NR_025024.1 
10 2432897 Paenib 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref |NR_026447.1 
amia ignava Bact 


9 Papillibacter 

apillibacter. 
Paenibacillus 

acillus chinjuensis 


Neptunomonas 
7 Neptunomonas 
eptunomonas. 
Eubacterium 
6 Eubacterium 
cterium. 
Facklamia ignava ATCC 
eria; Firmicutes; 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinus. 

ref|NR_026378.1| Sporomusa silvacetica 
81 Sporomusa silvacetica Bacteria; 


Desulfosporosinus 
osporosinus orientis 


ref|NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_026314.1 
e 3297885 329934 
; Blautia. 
ref |NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_025917.1 
3851732 385319 
uminococcaceae; 
ref|NR_025651.1 
4219342 422083 
; Clostridiaceae; 
ref|NR_029251.1 
e 179074 180523 
lococcales; Meth 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 

2 Blautia 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Acetivibrio 

5 Acetivibrio 
Acetivibrio. 
Clostridium 

8 Clostridium 
Clostridium. 
Methylococcus 
Methylococcus 
ylococcaceae; 


R 


ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


Saccharospirillum 
rospirillum impatiens 
aceae; 


ref 
ence 


NR_025230.1 
214009 
Veillonellaceae; 
ref |NR_024789.1 
10 2740172 Thermo 
esulfobiaceae; T 
ref |NR_026321.1 
91 3288591 Thermo 
fovibrio. 
ref |NR_025844.1 
75 3957710 Hydrog 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Thermodesulfovibrio 


8 


1 


Hydrogenobaculum 
enobaculum acidophilum 


ref |NR_029357.1 

Propionispira 
pira 
ref 
ofil 


Propionispira arboris 
6 arboris Bacteria; 


NR_029315.1 
um agile Bac 


Anaerofilum agile 
xr teria; Firmicutes; 
Anaerofilum 
Anaerofilum 


ref|NR_029313.1 
86091 87556 


desulfovibrio islandicus 


439852 Bacteria_16S 
strain W6 16S rib 
Firmicutes; Clost 
439852 Bacteria_16S 
acidaminovorans s 
acidaminovorans B 
439852 Bacteria_16S 
strain ThSch 12 1 
Proteobacteria; G 
439852 Bacteria_16S 


halophila strain 4270 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 


439852 Bacteria_16S 


jannaschii strain ALM2 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 


439852 Bacteria_16S 
psychrophila stra 
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Gammaproteobac 


Proteobacteria; 
2223993 2223887 3 
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Deltaproteobacter 


Thermodesulfobac 


109 
nitratis strain ALJ12 16S ribosomal RNA, partial sequen 
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6 Clostridium litorale Bacteria; 


idiaceae; Clostridium. 
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103 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 


6S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 


M 
109 gi 
1 
te 
109 gi 
en 
te 


109 gi 
qu 
er 


109 gi 
s 


ct 
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Desulfomonile 

omonile limimaris 

; Desulfomonile. 
Thioalkalivibrio 

kalivibrio nitratis 

ae; Thioalkalivibrio. 
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’ 


439852 Bacteria_16S 3242645 3242539 3 109 gi|219846759|ref|NR_026351.1| Desulfovibrio 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

439852 Bacteria_16S 3247194 3247088 3 109 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
439852 Bacteria_16S 3767709 3767603 3 109 gi|219846386|ref|NR_025977.1| Desulfovibrio 
gabonensis strain SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 
gabonensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

439852 Bacteria_16S 3881520 3881418 7 109 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

439852 Bacteria_16S 3970510 3970404 3 109 gi|219846245|ref|NR_025835.1| Rhodothalassium 
salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
439852 Bacteria_16S 4064812 4064706 3 109 gi|219846176|ref|NR_025766.1| Desulfovibrio bastinii 
strain SRL4225 16S ribosomal RNA, partial sequence 4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

439852 Bacteria_16S 3446650 3446553 6 103 gi|219846612|ref|NR_026204.1| Clostridium viride 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 4078405 4078312 16 109 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

439852 Bacteria_16S 23433 23333 3 103 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 79271 79171 3 103 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

439852 Bacteria_16S 282018 281918 3 103 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

439852 Bacteria_16S 321475 321375 3 103 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 323076 322968 1 109 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

439852 Bacteria_16S 347714 347614 3 103 gi|265678826|ref|NR_029131.1| Brevibacillus 
borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

439852 Bacteria_16S 459119 459019 3 103 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

439852 Bacteria_16S 471216 471116 3 103 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

439852 Bacteria_16S 532443 532343 3 103 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 558495 558395 3 103 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 


strain P 538/23 1 
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strain Z 4493 16S 
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103 gi 
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6S ribosomal RNA, partial sequence 557743 55923 
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439852 Bacteria_16S 
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439852 Bacteria_16S 


seudomonad 
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1 sequence 
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6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 
ref|NR_028961.1| Faecalibacterium 
593943 595404 Faecalibacterium 
nococcaceae; Faecalibacterium. 
ref|NR_028934.1| Acetobacterium tundrae 
1 Acetobacterium tundrae Bacteria; 
rium. 
ref|NR_028929.1| Pseudomonas kilonensis 
6 Pseudomonas kilonensis Bacteria; 
aceae; Pseudomonas. 
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frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


439852 Bacteria_16S 726597 726489 1 109 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

439852 Bacteria_16S 765168 765072 7 103 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

439852 Bacteria_16S 785184 785084 3 103 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

439852 Bacteria_16S 821811 821711 3 103 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
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Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 961094 960994 3 103 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

439852 Bacteria_16S 994931 994831 3 103 gi| 265678381 |ref|NR_028683.1| Acidaminobacter 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequence 994185 995652 Acidaminobacter 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae 
Sedis; Acidaminobacter. 

439852 Bacteria_16S 1081242 1081142 3 103 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
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lales; Paenibacillaceae; Paenibacillus 
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gi 
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T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
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2323058 2322958 3 103 gi 
4 16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2398632 2398532 3 103 gi 
SW28 16S ribosomal RNA, partial seque 
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2522911 2522811 3 103 gi 
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se 
te 
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10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2555737 2555637 3 103 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2557303 2557203 3 103 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2558862 2558766 7 103 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 

2561929 2561829 3 103 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
Ss 2571062 2570962 3 103 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
Ss 2581749 2581649 3 103 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
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439852 Bacteria_16 


strain CIP 104883 
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16S ribosomal RNA, partial sequence 1945009 19464 
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caceae; 


219857340 


25549 
dales; P 


219857339 


25565 
udomonad 
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ref|NR_025370.1 


ref |NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref|NR_025299.1 
07 Paenibacillus 


ref |NR_025289.1 
20 2060972 Eubact 
m. 


ref |NR_025264.1 


ref |NR_025228.1 


aceae; Pseudomon 
ref|NR_025227.1 
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ref|NR_025226.1 
acea 
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e; Pseudomon 
NR_025127.1 


terium. 
ref|NR_025116.1 
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ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref |NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref |NR_025049.1 
69 2399376 Sporos 


ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024926.1 


m. 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 


219857279 
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Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Paenibacillus borealis 
borealis Bacteria; 


Eubacterium sulci 
erium sulci Bacteria; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Marinobacter 

bacter lutaoensis 
Marinobacter. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Sporosarcina 
arcina aquimarina 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
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Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 


2582558 2584074 Pseudomonas monteilii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
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103 


complete sequence 


103 


103 


103 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; P 
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Pseudo: 
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Bacillus. 
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multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 
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439852 Bacteria_16S 


strain DSM 3662 1 
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wieringae strain 
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a; 


439852 Bacteria_16S 


strain B 16S ribo 
Clostridia; Clost 
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strain B62 16S ri 
Proteobacteria; G 


439852 Bacteria_16S 


strain ATCC 29799 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


Bacteria; 


teria; 


Bacillales; 


ridia; 


ridia; 


Firmicutes; 


Firmicutes; 


ridia; 


Firmicutes; 


bosomal RNA, 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


2973126 2973026 3 
Proteobacteria; 


3002202 3002102 3 


3041552 3041452 3 


3073234 3073134 3 


3274262 3274166 7 


Clostridiales; 
3275775 3275675 3 


Clostridiales; 
3277294 3277194 3 


3278803 3278703 3 


3280322 3280222 3 


Clostridiales; 
3281841 3281741 3 


Firmicutes; 
3283365 3283265 3 
3301674 3301574 3 
Blautia. 

3809947 3809847 3 
complete 


4192888 4192788 3 


Bacteroidia; 


Clostridia; 


Clostridia; 


Clostridia; 


Clostridia; 


103 


ain DSM 50332 16S ribosomal RNA, partial 
Gammaproteobacteria; 


103 


n BT2 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


103 


S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 


103 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; Balneatri 


103 


103 


103 


103 


103 


103 


103 


103 


103 


sequence 


103 


Bacteroidales; 


Facklamia. 
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sequenc 
Pseu 


gi 
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Brevibacillus 
gi|219846895 
3040796 30422 


gi 


gi|219846873 
3072467 30738 


gi|219846738 


6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


Eubacteriu 


gi| 219846737 


6S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Acetobacte 


gi|219846736 


DSM 8238 16S ribosomal RNA, partial sequence 
Clostridiales; 


Eubac 


gi|219846735 


DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


Eubact 


gi|219846734 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


Acetobacte 


gi|219846733 


in DSM 2925 16S ribosomal RNA, partial sequence 
Clostridiales; 


Eub 


gi| 219846732 


DSM 1911 16S ribosomal RNA, partial sequence 
Clostridiales; 


Eubact 


gi|219846720 


somal RNA, partial sequence 3300930 3302411 Blaut 
ridiales; 


gi| 219846356 
3809177 38107 


mM. 


ref|NR_024905.1] Enterococcus cecorum 
79 2591887 Enterococcus cecorum Bacteria; 


ref|NR_024902.1| Pseudomonas mandelii 
61 2596478 Pseudomonas mandelii Bacteria; 
aceae; Pseudomonas. 

ref|NR_024901.1| Pseudomonas libanensis 
29 2598044 Pseudomonas libanensis 
seudomonadaceae; Pseudomonas. 


ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 

us. 

ref|NR_024734.1] Pseudomonas 


2815260 2816748 Pseudomonas 
monadales; Pseudomonadaceae; 


ref|NR_024707.1| Pseudomonas savastanoi 
33 2854934 Pseudomonas savastanoi 
seudomonadaceae; Pseudomonas. 
ref|NR_024695.1| Bacillus niacini 

82 Bacillus niacini Bacteria; 


ref|NR_024662.1] Pseudomonas 
2919511 2921008 Pseudomonas 
eudomonadales; Pseudomonadaceae; 


ref|NR_024652.1| Oceanospirillum 

uence 2934531 2935988 Oceanospirillum 
Oceanospirillales; Oceanospirillum. 
ref|NR_026533.1] Pseudomonas 

e 2972376 2973885 Pseudomonas 
domonadales; Pseudomonadaceae; 


ref|NR_026514.1| Brevibacillus 
33 3002946 Brevibacillus thermoruber 
ref|NR_026487.1| Facklamia languida 
68 Facklamia languida Bacteria; 


ref|NR_026465.1| Balneatrix alpica 
61 Balneatrix alpica Bacteria; 
xs 
ref |NR_026330.1| Eubacterium callanderi 
95 Eubacterium callanderi Bacteria; 


ref|NR_026329.1| Acetobacterium bakii 
04 Acetobacterium bakii Bacteria; 
rium. 
ref|NR_026328.1| Acetobacterium 

3276555 3278023 Acetobacterium 
teriaceae; Acetobacterium. 
ref |NR_026327.1| Acetobacterium 

3278074 3279532 Acetobacterium 
eriaceae; Acetobacterium. 
ref |NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
rium. 
ref|NR_026325.1| Acetobacterium 

3281102 3282570 Acetobacterium 
acteriaceae; Acetobacterium. 
ref|NR_026324.1| Acetobacterium 
3282621 3284094 Acetobacterium 
eriaceae; Acetobacterium. 
ref|NR_026312.1| Blautia schinkii 
ia schinkii Bacteria; Firmicutes; 


ref|NR_025947.1| Pseudomonas flavescens 
05 Pseudomonas flavescens Bacteria; 
aceae; Pseudomonas. 


219846080 
41921 
Bacteroidace 


gi 


ref|NR_025670.1| Bacteroides capillosus 
39 4193621 Bacteroides capillosus 
ae; Bacteroides. 


439852 Bacteria_16S 4198813 4198713 3 103 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

439852 Bacteria_16S 408206 408100 3 109 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

439852 Bacteria_16S 1049876 1049774 7 109 gi|265678345|ref|NR_028647.1| Balnearium 
lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 1049100 1050580 Balnearium 
lithotrophicum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Balnearium. 

439852 Bacteria_16S 2087805 2087699 3 109 gi|219878131|ref|NR_025270.1| Desulfurobacterium 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 2088498 Desulfurobacterium 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 

439852 Bacteria_16S 2598843 2598740 6 109 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 
strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

439852 Bacteria_16S 2727532 2727473 50 109 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

439852 Bacteria_16S 3797891 3797788 1 104 gi|219846364|ref|NR_025955.1| Cycloclasticus pugetii 
strain PS-1 16S ribosomal RNA, partial sequence 3797117 3798610 Cycloclasticus pugetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 

439852 Bacteria_16S 11100 10994 3 109 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

439852 Bacteria_16S 61386 61280 3 109 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

439852 Bacteria_16S 70407 70305 1 103 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

439852 Bacteria_16S 132732 132626 3 109 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

439852 Bacteria_16S 285141 285035 3 109 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
439852 Bacteria_16S 423668 423568 3 103 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 540105 539999 3 109 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

439852 Bacteria_16S 563116 563010 3 109 gi|265678677|ref|NR_028982.1| Acidithiobacillus 


albertensis strai 
albertensis Bacte 
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Synergistetes; 
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Bacteria; 


Cryptobacterium. 


439852 Bacteria_16S 
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Proteob 
439852 Bacteria_16S 


Bacteria; 


Proteob 
439852 Bacteria_16S 
DSM 15641 16S rib 
Bacteria; Actinob 


n DSM 14366 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
16S 676656 676554 7 109 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
16S 688679 688573 3 109 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
16S 771248 771142 3 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
806599 806493 3 109 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

924041 923935 3 109 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
1208454 1208352 7 109 gi 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


gi 


Coriobacteri 


1368760 1368654 3 109 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 


675861 67745 


770475 77198 


1207714 12091 


sequence 
ia; Acidit 


265678598 


ae; Anaero 
265678590 
equence 

ria; Desul 
265678532 
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265678508 
ce 80584 
ulfobacter 


265678429 
nce 92324 
acterales; 
228715352 
ales; Cori 
228718692 


ence 13679 
ibrionales 


1648904 1648798 3 109 gi 


562358 56385 
hiobacillales; 


a 


ref |NR_028903.1 
6 Anaerobaculum 
baculum. 
ref|NR_028895.1 

687908 689408 
fobacterales; De 
ref|NR_028836.1 


aceae; Cellvibri 
ref |NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref 
9 


NR_028731.1 

924771 Desulf 
Desulfobacterac 
ref|NR_027524.1 
terineae; Co 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 


219878443 


Acidithiobacillus 


Acidithiobacillaceae; 


Anaerobaculum mobile 
mobile Bacteria; 


Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Desulfofrigus 

ofrigus oceanense 

eae; Desulfofrigus. 
Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 
obac 


riobacteriaceae; 


Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 


ref|NR_025582.1 


Stella humosa strain 


DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 


Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Stella. 


439852 Bacteria_16S 
thomasii strain D 
thomasii Bacteria; 
Anaerobiospirillum. 


1742026 1741920 3 


109 


SM 11806 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


gi|219878379 


Aeromonadales; 


ref|NR_025518.1 
1741287 17427 
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8 
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0 Anaerobiospirillum 
rionaceae; 
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439852 Bacteria_16S 


Bacteria; 
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burkinensis Bacte 
439852 Bacteria_16S 
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Proteob 
439852 Bacteria_16S 
microaerophila st 
microaerophila Bacteria; 
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Thioalkalispira. 


439852 Bacteria_16S 
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hydrothermalis Ba 
Desulfovibrio. 


439852 Bacteria_16S 
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Desulfobulbus. 


439852 Bacteria_16S 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 
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strain DSM 12769 
Proteobacteria; 


acidaminophila st 
acidaminophila Ba 


439852 Bacteria_16S 


burkinensis strai 
Bacteria; Proteob 


439852 Bacteria_16S 
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Rhodanobacter. 


439852 Bacteria_16S 


strain ATCC15947 
Bacteria; Proteob 


439852 Bacteria_16S 


strain JCM1680 16 
Proteobacteria; G 


439852 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 
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strain IFO 12702 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


439852 Bacteria_16S 


caldus strain KU 


Proteobacteria; G 


439852 Bacteria_16S 


strain lacT 16S r 
Proteobacteria; D 


1766317 1766211 3 109 gi 

34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
2049521 2049419 1 103 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Clostridi 
2103011 2102905 3 109 gi 

6N 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovib 
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Proteobacteria; Gammaproteobac 


en 
al 


al 


s 
te 


2163409 2163303 3 
rain AM13 16S ribosomal 
cteria; Proteobacteria; 


109 gi 
RNA, partial s 
Deltaproteobacte 
2256105 2255999 3 
ain 86FS1 16S ribosomal 
teria; Proteobacteria; 


109 gi 
RNA, partial s 
Deltaproteobacter 
2262271 2262165 3 109 gi 
train SL6 16S ribosomal RNA, partial s 
acteria; Thermodesulfobacteria; 
erium. 
2506241 2506135 3 


Thermode 


109 gi 


2566533 2566431 1 103 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2606504 2606398 3 109 gi 
n HDv 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfovib 
2625023 2624917 3 109 gi 
strain RP5557 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Gammaproteob 


al 


al 
ac 
2763233 2763127 3 109 gi 
acteria; Gammaproteobacteria; Enterobact 
2764749 2764643 3 109 gi 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2826550 2826448 7 109 gi 


E 


ki 
2944335 29442337 109 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


s 
A 
2997533 2997427 3 109 gi 
ammaproteobacteria; Acidithiobacillale 
3043086 3042980 3 109 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 


Ss; 


439852 Bacteria_16S 


strain LMG 471 16 
Proteobacteria; G 


439852 Bacteria_16S 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 31950 


Proteobacteria; G 


439852 Bacteria_16S 


3181894 3181788 3 109 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
3194308 3194202 3 109 gi 


an 


ammaproteobacteria; Xanthomonadales; Xan 


219878360 


219878118 


219857650 


219857626 
equence 


219857562 
equence 


219857558 
equence 


219857373 
16S ribosomal RNA, partial sequence 2505486 25069 
Gammaproteobacteria; Chromatiales; Ectoth 


439852 Bacteria_16S 219857290 


219857248 


219857142 
16S ribosomal RNA, partial sequence 2762542 27639 


219857141 


S ribosomal RNA, partial sequence 2763991 27654 
ammaproteobacteria; Enterobacteriales; Enterobac 
2766265 2766159 3 109 gi| 219857140 


2765507 27669 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


439852 Bacteria_16S 219856827 


219846925 
16S ribosomal RNA, partial sequence 2996783 29982 


219846894 
3042319 30437 


219846800 
3181138 31826 


219846792 


ce 17655 
es; 


es; Veil 


21022 
rionales 


equence 
ria; 


Des 


ria; 


Desu 


ia; 


sulfobac 


iorhodos 


sequenc 


idiales; Veill 
219857264 


e 26057 
rionales 


sequenc 
teria; X 


eriales; 


nterobac 


neae; Sp 


equence 
ctinomyc 


Acidith 


Desulfov 


thomonad 


thomonad 


3238160 3238054 3 109 gi 


219846762 


Ectothio 
219878159 
sequence 


Chromat 


ref|NR_025499.1 
52 1767023 Alkali 
rhodospirace 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
ref|NR_025298.1] Anaeroarcus 
2048758 2050263 Anaeroarcus 
lonellaceae; Anaeroarcus. 
ref|NR_025257.1| Desulfonauticus 
11 2103776 Desulfonauticus submarinus 
; Desulfohalobiaceae; Desulfonauticus. 
ref|NR_025239.1| Thioalkalispira 

2126557 2127989 Thioalkalispira 
iales; Ectothiorhodospiraceae; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


ref|NR_025215.1 
162629 216416 


ulfovibrionales; 


is} 


ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


ref|NR_025146.1| Thermodesulfobacterium 
2261503 2262999 Thermodesulfobacterium 
teriales; Thermodesulfobacteriaceae; 


ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024921.1] Anaeromusa 

e 2565759 2567288 Anaeromusa 
onellaceae; Anaeromusa. 
ref|NR_024895.1| Desulfovibrio 

22 2607261 Desulfovibrio burkinensis 

; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_024878.1] Rhodanobacter 

e 2624254 2625756 Rhodanobacter 
anthomonadales; Xanthomonadaceae; 


ref|NR_024770.1 
40 Edwardsiella 


Edwardsiella tarda 
tarda ATCC 15947 
Enterobacteriaceae; Edwardsiella. 
ref|NR_024769.1| Edwardsiella ictaluri 
56 Edwardsiella ictaluri Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024768.1| Edwardsiella hoshinae 
72 Edwardsiella hoshinae Bacteria; 
teriaceae; Edwardsiella. 
ref|NR_024727.1| Sporichthya polymorpha 
96 Sporichthya polymorpha Bacteria; 
orichthyaceae; Sporichthya. 
ref|NR_024646.1| Sporichthya 

2943614 2945079 Sporichthya 
etales; Frankineae; Sporichthyaceae; 


ref|NR_026517.1| Acidithiobacillus 

42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026486.1| Desulfovibrio zosterae 
95 Desulfovibrio zosterae Bacteria; 
ibrionaceae; Desulfovibrio. 
ref|NR_026392.1| Xanthomonas sacchari 
37 Xanthomonas sacchari Bacteria; 
aceae; Xanthomonas. 

ref|NR_026384.1| Xanthomonas melonis 
51 Xanthomonas melonis Bacteria; 
aceae; Xanthomonas. 


glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 


ref|NR_026354.1| Desulfofustis 
3237371 3238917 Desulfofustis 


glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 

439852 Bacteria_16S 3254597 3254495 7 109 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

439852 Bacteria_16S 3295579 3295473 3 109 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

439852 Bacteria_16S 3379354 3379248 3 109 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

439852 Bacteria_16S 3831460 3831354 3 109 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

439852 Bacteria_16S 3999831 3999725 3 109 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 


Proteobacteria; 


Bacteria; 


G 
439852 Bacteria _1 
marinisedimentoru 
marinisedimentoru 
439852 Bacteria_1 
DSM 16069 16S rib 
Proteob 


ammaproteobacteria; Xanthomonadales; X 
6S 515622 515521 3 104 gi 
m strain DSM 15388 16S ribosomal RNA, 
m Bacteria; Proteobacteria; Gammaprote 
6S 1175150 1175057 16 109 gi 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 


1174405 11758 


9 


a. 


anthomonadaceae; Silanimonas. 
265678708|ref|NR_029013.1| Reinekea 

partial sequence 514864 516365 Reinekea 
obacteria; Reinekea. 

228718578|ref|NR_027574.1| Kangiella koreensis 


8 Kangiella koreensis DSM 16069 


439852 Bacteria_16S 2564952 2564856 7 103 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

439852 Bacteria_16S 2995948 2995883 44 109 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

439852 Bacteria_16S 31129 31029 3 103 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

439852 Bacteria_16S 52280 52180 3 103 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

439852 Bacteria_16S 80773 80673 3 103 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

439852 Bacteria_16S 102198 102098 3 103 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

439852 Bacteria_16S 153931 153831 3 103 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


strain V 5-2 16S 
Firmicutes; Clost 


439852 Bacteria_16S 


1787 16S ribosoma 


ribosomal RNA, partial sequence 
ridia; Clostridiales; 
184427 184327 3 
1 RNA, partial sequence 


Clostridiaceae; 
103 gi 


153188 15467 


183663 185179 Clost 


7 
Oxobacter. 
265678940 

sa 


ref 


Oxobacter pfennigii Bacteria; 


Clostridium nexile DSM 
M 1787 Bacteria; 


NR_029248.1 


idium nexile DS 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 219964 219864 3 103 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

439852 Bacteria_16S 346245 346145 3 103 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

439852 Bacteria_16S 375887 375787 3 103 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

439852 Bacteria_16S 432982 432882 3 103 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

439852 Bacteria_16S 457667 457567 3 103 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 


strain CFBP 2022 


Proteobacteria; G 


439852 Bacteria_16S 


antarctica strain 
antarctica Bacter 
Pseudonocardiacea 


439852 Bacteria_16S 


16S ribosomal RNA, partial sequence 456977 45835 


0 


contaminans strain R-16222 16S ribosomal RNA, partial sequence 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


Pseudomonas salomonii Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

506652 506544 1 109 gi|265678714|ref|NR_029019.1| Pseudonocardia 
DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 

526387 526287 3 103 gi|265678701|ref|NR_029006.1| Anoxybacillus 


525601 527141 Anoxybacillus 


439852 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


439852 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


439852 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


439852 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


439852 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


439852 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


439852 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


439852 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


439852 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


439852 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


439852 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


439852 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


439852 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


439852 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


439852 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


439852 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


439852 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


439852 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


439852 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


439852 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


439852 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


439852 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


439852 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 


cellulosolvens 6 
Bacteria; Firmicu 


555409 555309 3 103 gi 
ammaproteobacteria; Pseudomonadales; P 
556951 556851 3 103 gi 


ammaproteobacteria; 
585626 585526 
16S ribosomal RNA, 
lales; Bacillaceae; Bacillus. 
609768 609668 3 103 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 
664452 664352 3 103 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


Pseudomonadales; P 
3 103 gi 
partial sequence 


702256 702157 3 103 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
706533 706433 3 103 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
840229 840129 3 103 gi 


gi 


laceae; Geobacillus. 

897650 897550 3 103 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
899222 899122 3 103 gi 


gi 


Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
909987 909887 3 103 gi 


in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
931649 931549 3 103 gi 


um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
958037 957937 3 103 gi 


s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
962669 962569 3 103 gi 


n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
1008588 1008488 3 103 gi 


osomal RNA, partial sequence 


tes; Clostridia; Clostridiales; Eubact 


439852 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


265678682 


6S ribosomal RNA, partial sequence 554659 55615 


seudomonad 
265678681 


6S ribosomal RNA, partial sequence 556201 55769 


seudomonad 
265678662 
58488 


265678645 
1 sequence 
ccaceae; P 
265678606 
quence 
ales; Clos 


265678581 


701473 70290 


265678578 


705889 70720 


Dorea. 
265678486 


somal RNA, partial sequence 839468 840930 Geoba 


265678446 


896853 89837 


cus. 
265678445 
nce 89842 
nibacillus 
265678438 
quence 

iales; Clo 
265678424 
tial seque 
lostridial 
265678406 
ial sequen 
cillaceae; 
265678403 
uence 

rococcacea 
265678372 


1007814 10092 


lales; Bacillaceae; Bacillus. 
1063466 1063366 3 103 gi| 265678335 
n TA-67 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Alicyclobacillaceae 
1087315 1087215 3 103 gi| 265678318 
1 RNA, complete sequence 1086532 1088056 Bacil 
laceae; Bacillus. 
1088878 1088778 3 103 gi| 265678317 
in E-3 16S ribosomal RNA, partial sequence 10881 
acteria; Gammaproteobacteria; Pseudomonadales; P 
1176668 1176568 3 103 gi| 228718376 
osomal RNA, partial sequence 1175949 11773 
tes; Clostridia; Clostridiales; Clostridiaceae; 
1184193 1184093 3 103 gi| 228717037 
7241 16S ribosomal RNA, partial sequence 11834 
irmicutes; Clostridia; Clostridiales; Ruminococc 
1223417 1223321 7 103 gi| 219878346 
ribosomal RNA, partial sequence 1222664 12241 
ridia; Clostridiales; Clostridiaceae; Caminicell 
1289714 1289614 3 103 gi|219846501 
6S ribosomal RNA, complete sequence 1289055 12904 
oriobacteridae; Coriobacteriales; Coriobacterine 
1303211 1303111 3 103 gi|219846514 


eriaceae; 


1329217 1329117 3 103 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 


acea 


trid 


cull 


es; 


ce 957258 95877 


e; 


Clos 


Euba 


219846090 


ref|NR_028987.1 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


e; Pseudomon 
ref|NR_028986.1 
e; Pseudomon 
ref|NR_028967.1 
8 586308 Bacill 


ref|NR_028950.1 
609006 610485 
lanomicrobium. 
ref |NR_028911.1 
663698 665185 
iales Family 


ref |NR_028886.1 
9 Paenibacillus 


ref|NR_028883.1 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 
acea 


as. 
Bacillus barbaricus 
us barbaricus Bacteria; 


Planomicrobium 
Planomicrobium 


Anaerovorax 
Anaerovorax 


XIII. Incertae Sedis; 


Paenibacillus graminis 
graminis Bacteria; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


ref |NR_028789.1 


us uzenensis 


ref|NR_028748.1 
6 Enterococcus 


ref|NR_028747.1 
7 899962 Paenib 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028726.1 
nce 930884 
Clostridiace 
NR_028708.1 
3 


ref 


Geobacillus. 
ref|NR_028705.1 
961894 963406 
Enterococcus. 
ref|NR_028674.1 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Enterococcus avium 


avium Bacteria; 


Paenibacillus 
acillus koreensis 


Clostridium 

Clostridium 
stridium. 

Clostridium 

932385 Clostridium 
ae; Clostridium. 

Geobacillus 

Geobacillus 


Enterococcus 
Enterococcus 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref |NR_028620.1 
lus akibai Bacte 


ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_027573.1 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Bacillus akibai strain 
ria; Firmicutes; 


Pseudomonas 

monas psychrophila 
Pseudomonas. 
Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


tridium. 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_025485.1 


Anaerotruncus 
truncus colihominis DSM 
ncus. 

Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


a. 


ref|NR_026093.1 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


Coriobacteri 
NR_026106.1 


ae; 
ref 


aceae; Atopobium. 
Eubacterium 


66 Eubacterium cellulosolvens 6 


cterium. 


ref|NR_025680.1 


Dialister invisus DSM 


1328439 1329962 Dialister invisus DSM 15470 


nellaceae; 


Dialister. 


439852 Bacteria_16S 


antarcticus strai 
Bacteria; Firmicu 


439852 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


439852 Bacteria_16S 
saccharolyticum W 


WM1 Bacteria; Fir 


439852 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


439852 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


439852 Bacteria_16S 1518385 1518285 3 103 gi|219857618 
strain PC18 16S ribosomal RNA, partial sequence 1517647 15191 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 
439852 Bacteria_16S 1519897 1519797 3 103 gi|219857617 
strain PC80 16S ribosomal RNA, partial sequence 1519166 15206 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia 
439852 Bacteria_16S 1588055 1587955 3 103 gi| 219878486 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 15887 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
439852 Bacteria_16S 1630650 1630550 3 103 gi|219878456 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 1635312 1635212 3 103 gi| 219878453 
maitriensis strain S1 16S ribosomal RNA, partial sequence 16345 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
439852 Bacteria_16S 1642840 1642740 3 103 gi| 219878448 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 16435 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
439852 Bacteria_16S 1644401 1644301 3 103 gi|219878447 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 16451 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
439852 Bacteria_16S 1661191 1661091 3 103 gi| 219878434 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; P 
439852 Bacteria_16S 1670404 1670304 3 103 gi| 219878428 
strain 16351 16S ribosomal RNA, partial sequence 1669639 16711 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
439852 Bacteria_16S 1690057 1689957 3 103 gi|219878414 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 16892 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 
439852 Bacteria_16S 1752666 1752566 3 103 gi| 219878372 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 17534 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 1778320 1778220 3 103 gi| 219878351 


agaridevorans str 
agaridevorans Bac 


439852 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


439852 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


439852 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


439852 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


439852 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


439852 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


439852 Bacteria_16S 


1435343 1435243 3 103 gi 


SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1491502 1491402 3 103 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1511044 1510944 3 103 gi 

GIFU 12707 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Aeroc 
1513913 1513813 3 103 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1779869 1779769 3 103 gi 
n DSM 1327 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 
1800985 1800885 3 103 gi 


IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1808745 1808645 3 103 gi 


n CMS 26o0r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1871218 1871118 3 103 gi 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1891276 1891176 3 103 gi 
lales; Bacillaceae; Bacillus. 

1892797 1892697 3 103 gi 
train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 


1942607 1942507 3 103 gi 


n 20CM 16S ribosomal RNA, partial sequence 14345 
tes; Bacillales; Paenibacillaceae; Paenibacillus 
1441555 1441459 7 103 gi| 224581427 


1513128 15146 


1870444 18719 


16S ribosomal RNA, partial sequence 1890504 18919 


224581431 


ence 14407 
llus. 

219846902 
14907 
ostridiace 
219846273 
e sequence 
occaceae; 
219878119 


1 sequence 
cillaceae; 
219878350 
sequence 

llaceae; P 
219878335 
e 18002 
nibacillus 
219878330 
sequence 

aceae; Pla 
219878287 


219878270 


219878269 
tial seque 
laceae; Ba 


ref|NR_027213.1| Paenibacillus 

76 1436085 Paenibacillus antarcticus 

ref|NR_027209.1| Filobacillus 

88 1442278 Filobacillus milosensis 

ref|NR_026494.1| Clostridium 

49 1492247 Clostridium saccharolyticum 

ae; Clostridium. 

ref|NR_025863.1| Abiotrophia defectiva 
1510256 1511666 Abiotrophia defectiva 

Abiotrophia. 

ref|NR_025258.1| Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 
ref|NR_025207.1| Hespellia stercorisuis 
15 Hespellia stercorisuis Bacteria; 
ref|NR_025206.1| Hespellia porcina 
14 Hespellia porcina Bacteria; 
ref Enterococcus italicus 
italicus Bacteria; 


NR_025625.1 
92 Enterococcus 


ref|NR_025595.1| Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Planococcus 
occus maitriensis 


ref |NR_025592.1 


30 1635961 Planoc 
ref|NR_025587.1| Pseudomonas meridiana 
92 Pseudomonas meridiana Bacteria; 
aceae; Pseudomonas. 
ref|NR_025586.1| Pseudomonas antarctica 
53 Pseudomonas antarctica Bacteria; 
aceae; Pseudomonas. 
ref|NR_025573.1| Sporosarcina 

1660434 1661916 Paenisporosarcina 
aenisporosarcina. 
ref|NR_025567.1| Clostridium bolteae 
36 Clostridium bolteae Bacteria; 
m. 
ref|NR_025553.1 
86 1690816 Planoc 


Planococcus 
occus rifietoensis 


ref|NR_025511.1| Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


ref|NR_025490.1| Paenibacillus 
1777548 1779056 Paenibacillus 

Paenibacillus. 

ref|NR_025489.1| Paenibacillus 
1779107 1780619 Paenibacillus 

aenibacillus. 

ref|NR_025474.1| Paenibacillus 

19 1801737 Paenibacillus stellifer 

ref|NR_025469.1] Planococcus 
1807983 1809461 Planococcus 

nococcus. 

ref|NR_025426.1| Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


219878233 


ref|NR_025408.1| Bacillus 

nce 1892040 1893527 Bacillus 
cillus. 

ref|NR_025372.1| Paenibacillus cookii 


strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 


Firmicutes; Bacil 


lales; Paenibacillaceae; Paenibacillus 


439852 Bacteria_16S 
16S r 
Bacil 
439852 Bacteria_16S 
xylanilyticus str 


strain 581 
Firmicutes; 


xylanilyticus Bac 


439852 Bacteria_16S 
strain TF-9 16S r 


Firmicutes; Bacil 


439852 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


439852 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


439852 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


439852 Bacteria_16S 


daejeonensis stra 


daejeonensis Bacteria; 
439852 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


439852 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


439852 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


439852 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


439852 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


439852 Bacteria_16S 
16S ribosomal RNA, partial sequence 2528225 25296 


strain ATCC 4973 


Proteobacteria; G 


439852 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


439852 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


439852 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


439852 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


439852 Bacteria_16S 


mcmeekinii strain 
Bacteria; 


alkanoclasticum s 
alkanoclasticum B 


439852 Bacteria_16S 


campinasensis str 
campinasensis Bac 


439852 Bacteria_16S 


voinovskiensis st 


voinovskiensis Bacteria; 
439852 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


Firmicutes; 
439852 Bacteria_16S 


lales; 


teria; 


lales; 


lales; 


lales; 


439852 Bacteria_16S 


1974414 1974314 3 
ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
Planococcaceae; 
2124208 2124108 3 
ribosomal RNA, partial sequence 
Bacillaceae; 
2125764 2125664 3 
ribosomal RNA, partial sequence 
Bacillaceae; 
2219550 2219450 3 


103 


Bacillus. 
103 


Bacillus. 
103 


strain AM31D 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


lales; 


Bacillaceae; 


Bacillus. 


103 


Planococcus. 


gi| 219878212 


1973642 19751 


2114343 21158 


gi|219857652 


gi|219857651 


gi|219857586 


2725265 27267 


2123444 21249 


2125001 21265 


ref|NR_025351.1| Marinibacillus marinus 
64 Marinibacillus marinus Bacteria; 


Planococcaceae; Marinibacillus. 
2070923 2070823 3 103 gi|219878143|ref|NR_025282.1| Thermobacillus 
ain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 
2115105 2115005 3 103 gi|219857658|ref|NR_025247.1| Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


ref|NR_025241.1| Bacillus aquimaris 
50 Bacillus aquimaris Bacteria; 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


NR_025174.1| Pseudomonas 


strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

2225533 2225433 3 103 gi|219857582|ref|NR_025170.1| Paenibacillus 
in AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 

Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

2234706 2234606 3 103 gi|219857576|ref|NR_025164.1| Pseudomonas 
n CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
ria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

2266912 2266812 3 103 gi|219857555|ref|NR_025143.1| Geobacillus toebii 
ibosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 
lales; Bacillaceae; Geobacillus. 

2312365 2312265 3 103 gi|219857521|ref|NR_025109.1| Geobacillus 


in 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
tes; Bacillales; Bacillaceae; Geobacillus. 

2345563 2345463 3 103 gi|219857497|ref|NR_025085.1| Paenibacillus 
n A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

2444353 2444253 3 103 gi|219857423|ref|NR_025011.1| Planomicrobium 
G07 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
tes; Bacillales; Planococcaceae; Planomicrobium. 

2528983 2528883 3 103 gi|219857358|ref|NR_024946.1| Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

2572620 2572520 3 103 gi|219857286|ref|NR_024917.1| Clostridium 
s strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
s Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

2586468 2586368 3 103 gi|219857277|ref|NR_024908.1| Marinomonas 
in MMB1 16S ribosomal RNA, complete sequence 2585691 2587224 Marinomonas 
1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

2589573 2589473 3 103 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 

16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

2592726 2592626 3 103 gi|219857273|ref|NR_024904.1| Enterococcus dispar 

16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

2621958 2621858 3 103 gi|219857251|ref|NR_024881.1| Planomicrobium 

S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 

Bacillales; Planococcaceae; Planomicrobium. 

2634124 2634024 3 103 gi|219857236|ref|NR_024864.1| Planomicrobium 
train MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
acteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

2643389 2643289 3 103 gi|219857229|ref|NR_024857.1| Paenibacillus 
ain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

2697261 2697161 3 103 gi|219857190|ref|NR_024818.1] Anoxybacillus 
rain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 

Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

2712355 2712255 3 103 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
ibosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2726031 2725931 3 103 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


439852 Bacteria_16S 


glycanilyticus s 


glycanilyticus Bacteria; 
439852 Bacteria_16S 


transvaalensis s 


transvaalensis Bacteria; 
439852 Bacteria_16S 


strain ATCC 4996 
Bacteria; 


439852 Bacteria_16S 
IFO15715 16S ribo 


Bacillales; 


strain IFO 15467 
Proteobacteria; 


439852 Bacteria_16S 


jannaschii strai 
jannaschii Bacte 
Marinobacterium. 


439852 Bacteria_16S 


strain JaH 16S r 
Firmicutes; Baci 


439852 Bacteria_16S 


flavithermus str 
flavithermus Bac 


439852 Bacteria_16S 


raffinosus strai 
raffinosus Bacte 


439852 Bacteria_16S 


strain 7 16S rib 
Clostridia; Clos 


439852 Bacteria_16S 


guttoideum strai 
guttoideum Bacte 


439852 Bacteria_16S 


strain ATCC 7006 
Firmicutes; Lact 


439852 Bacteria_16S 


ATCC19120 16S ri 
Bacillales; List 


439852 Bacteria_16S 


pseudalcaliphilu 
pseudalcaliphilu 


439852 Bacteria_16S 


strain DSM 8722 
Firmicutes; Baci 


439852 Bacteria_ 


strain DSM 8721 
Firmicutes; Baci 
439852 Bacteria 
strain DSM 8720 
Firmicutes; Baci 
439852 Bacteria 
strain DSM 8715 
Firmicutes; Baci 


439852 Bacteria_16S 
faecium strain ACM 3679 16S ribosomal RNA, partial sequ 


Bacteria; Firmic 


439852 Bacteria_16S 


strain 743A 16S 
Firmicutes; Clos 


439852 Bacteria_16S 


celerecrescens s 
celerecrescens B 


439852 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Baci 


439852 Bacteria_16S 


strain NCIMB 149 
Firmicutes; Baci 


439852 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Pseudomo 


2778503 2778403 3 103 gi 
train DS-1 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Paenib 
2794936 2794836 3 103 gi 
train SAGM1 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostr 
2858868 2858768 3 103 gi 
8 16S ribosomal RNA, partial sequence 

2879143 2879043 3 


103 gi 


Bacillus. 


n IFO 15466 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacteri 


2983865 2983765 3 103 
ibosomal RNA, partial sequence 

llales; Bacillaceae; Bacillus. 

2999062 2998962 3 103 gi 
ain DSM 2641 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacillac 
3024801 3024701 3 103 gi 
n 1789-79 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Enter 
3032383 3032283 3 103 gi 


gi 


tridiales; Clostridiaceae; Clostridium. 
3157710 3157610 3 103 gi 
n DSM 4024 16S ribosomal RNA, partial s 
ria; Firmicutes; Clostridia; Clostridia 
3180346 3180246 3 103 gi 
28 16S ribosomal RNA, partial sequence 
obacillales; Aerococcaceae; Facklamia. 
3245748 3245648 3 103 gi 
bosomal RNA, partial sequence 
eriaceae; Listeria. 

3534780 3534680 3 103 gi 
s DSM 8725 16S ribosomal RNA, partial s 
s Bacteria; Firmicutes; Bacillales; Bac 
3537905 3537805 3 103 gi 
16S ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 

16S 3539474 3539374 3 103 
16S ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 

16S 3541046 3540946 3 103 
16S ribosomal RNA, 
llales; Bacillaceae; 
16S 3544157 3544057 3 


gi 


gi 


Bacillus. 


103 gi 


Bacillus. 
109 


llales; Bacillaceae; 


3585219 3585111 1 gi 


3609753 3609653 3 103 gi 
llales; Planococcaceae; Planococcus. 
3611234 3611134 3 103 gi 
3 16S ribosomal RNA, partial sequence 


llales; Planococcaceae; Planococcus. 


na 
219856872 
somal RNA, partial sequence 2878366 2879894 Bacillus 
Bacillaceae; 
439852 Bacteria_16S 


219857131 
equence 
illaceae; 

219857120 
se 
idiales; 

219856885 


quence 


28581 
dales; 


quence 


219846934 
2983106 29845 


219846924 


equence 
e; 


ence 


219846817 
eq 


uence 
S; 


31795 


219846757 
3244997 32464 


219846553 
eq 


uence 
laceae; 


219846551 
3537139 35386 


219846550 
3538695 35402 


219846549 
complete sequence 3540266 35417 


219846547 
16S ribosomal RNA, complete sequence 3543393 35448 


219846519 
en 


ce 35844 


utes; Clostridia; Clostridiales; Veillonellaceae; 

3595987 3595887 3 103 gi|219846511 
ribosomal RNA, partial sequence 3595254 35967 
tridia; Clostridiales; Clostridiaceae; Clostridiu 

3599068 3598968 3 103 gi| 219846508 
train DSM 5628 16S ribosomal RNA, parti sequenc 
acteria; Firmicutes; Clostridia; Clostridiales; C 


219846499 
16S ribosomal RNA, partial sequence 3608971 36104 


219846498 


36104 


3773704 3773604 3 103 gi 


219846382 


Pseudomonadaceae; 


Alteromonadales; 


Anoxybacillus. 
219846907 


occaceae; Enterococcus. 
219846901 
osomal RNA, partial sequence 3031628 3033115 Clostridium indolis 


Lachnospiraceae. 
219846801 


ref|NR_024759.1| Paenibacillus 
2777747 2779208 Paenibacillus 
Paenibacillus. 
ref|NR_024748.1 

2794179 279557 


Alkaliphilus 
1 Alkaliphilus 


Clostridiaceae; Alkaliphilus. 


ref|NR_024704.1| Pseudomonas lundensis 
10 2859620 Pseudomonas lundensis 
Pseudomonas. 
NR_024691.1| Bacillus flexus strain 
flexus Bacteria; Firmicutes; 


ref 


2930755 2930655 3 103 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Gammaproteobacteria; Oceanospirillales; Oceanobacter. 
2933774 2933674 3 103 gi|219856834|ref|NR_024653.1| Marinobacterium 


2933018 2934480 Marinobacterium 
Alteromonadaceae; 


ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 


ref|NR_026516.1| Anoxybacillus 
2998293 2999816 Anoxybacillus 


ref|NR_026499.1] Enterococcus 

3024035 3025459 Enterococcus 
ref |NR_026493.1| Clostridium indolis 
Bacteria; Firmicutes; 


ref|NR_026409.1| Desulfotomaculum 
3156952 3158446 Desulfotomaculum 


ref |NR_026393.1| Facklamia hominis 
83 3181087 Facklamia hominis Bacteria; 
ref|NR_026349.1| Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Bacillus 
3534017 3535534 Bacillus 


a Bacillus gibsonii 
44 Bacillus gibsonii Bacteria; 
ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


ref|NR_026111.1| Phascolarctobacterium 
36 3585946 Phascolarctobacterium faecium 
Phascolarctobacterium. 

ref|NR_026103.1| Clostridium populeti 
42 Clostridium populeti Bacteria; 

m. 
ref|NR_026100.1| Clostridium 

e 3598328 3599826 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


ref|NR_026090.1| Planococcus citreus 
51 3611882 Planococcus citreus Bacteria; 
ref|NR_025973.1] Desulfuromonas 


palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 


439852 Bacteria_16S 3906160 3906060 3 103 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

439852 Bacteria_16S 3930612 3930512 3 103 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

439852 Bacteria_16S 3958523 3958423 3 103 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
laevolacticus strain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
laevolacticus Bacteria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

439852 Bacteria_16S 3993874 3993774 3 103 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 3994594 Geobacillus tepidamans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

439852 Bacteria_16S 4020932 4020832 3 103 gi|219846209|ref|NR_025799.1| Marinobacter 


flavimaris strain 


SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

439852 Bacteria_16S 4025436 4025336 3 103 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 4043734 4043634 3 103 gi|219846191|ref|NR_025781.1| Planococcus 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 4042976 4044439 Planococcus 
stackebrandtii Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

439852 Bacteria_16S 4102551 4102451 3 103 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 


strain PAT 05 16S 
Bacil 


Firmicutes; 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


4101786 41031 


87 Bacillus patagoniensis Bacteria; 


439852 Bacteria_16S 4131350 4131250 3 103 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

439852 Bacteria_16S 4212428 4212328 3 103 gi| 219846067 |ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

439852 Bacteria_16S 4221659 4221559 3 103 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

439852 Bacteria_16S 3831 3728 3 106 gi|265679061|ref|NR_029369.1| Legionella erythra 
strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

439852 Bacteria_16S 53880 53777 6 109 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
439852 Bacteria_16S 89790 89684 3 109 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

439852 Bacteria_16S 199760 199661 3 102 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

439852 Bacteria_16S 262373 262267 3 109 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

439852 Bacteria_16S 395812 395725 16 103 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 


Bacteria; Firmicu 


439852 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


439852 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


439852 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


439852 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


tes; Bacillales; Bacillaceae; Tenuibac 
603704 603602 7 109 gi 
16S ribosomal RNA, partial sequence 

cales; Desulfurobacteriaceae; Thermovi 
653864 653777 16 103 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
903824 903721 3 106 gi 
D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
1191634 1191575 50 109 gi 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; Persephone 


e 


439852 Bacteria_16S 


strain HS-5 16S r 


1705486 1705384 7 109 gi 
ibosomal RNA, partial sequence 


illus. 
265678649 


brio. 
265678614 
ence 65316 
idiaceae; 
265678442 


lales; 
228715750 
1190944 11924 
ila. 

219878404 
1704738 1706197 Thermoleophilum album Bacteria; 


ref |NR_028954.1 
602905 604369 Thermo 
ref |NR_028919.1 
3 654605 Calora 
Caloranaerobacte 
ref |NR_028744.1 
2 904507 Legion 
ionellaceae; Leg 
ref|NR_027538.1 
06 Persephonella 


90307 
Leg 


ref 


Thermovibrio ruber 


vibrio ruber Bacteria; 


Caloranaerobacter 
naerobacter azorensis 
r. 

Legionella gresilensis 
ella gresilensis 
ionella. 

Persephonella marina 
marina EX-H1l Bacteria; 


NR_025543.1 


Thermoleophilum album 


Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 


439852 Bacteria_16S 2104560 2104460 3 103 gi|219878117|ref|NR_025256.1| Anoxynatronum 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 

439852 Bacteria_16S 2429152 2429046 3 109 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

439852 Bacteria_16S 2501676 2501573 3 106 gi|219857381|ref|NR_024969.1| Legionella waltersii 
strain 2074-AUS-E 16S ribosomal RNA, partial sequence 2500908 2502354 Legionella waltersii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

439852 Bacteria_16S 2503182 2503079 3 106 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
439852 Bacteria_16S 2866554 2866451 3 106 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

439852 Bacteria_16S 2991477 2991374 3 106 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
strain LS-13 16S ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 

439852 Bacteria_16S 2992971 2992868 3 106 gi|219846928|ref|NR_026520.1| Legionella brunensis 
strain 441-1 16S ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

439852 Bacteria_16S 3116889 3116786 1 104 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 

439852 Bacteria_16S 3165203 3165116 16 103 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 


strain YH-15 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Lactobacillaceae; 
439852 Bacteria_16S 3266686 3266583 3 106 

strain LLAP12 16S ribosomal RNA, partial sequence 
Bacteria; Proteob 
439852 Bacteria_16S 
strain L2 16S rib 
Proteobacteria; G 
439852 Bacteria_16S 
szegediense strai 
Bacteria; Proteob 
439852 Bacteria_16S 
strain VKM-14L 16 
Proteobacteria; G 
439852 Bacteria_16S 
strain LK6 16S ri 
Proteobacteria; G 
439852 Bacteria_16S 
strain P2 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
439852 Bacteria_16S 56820 56714 3 109 gi 
strain N. Pfennig 
Bacteria; Proteob 
439852 Bacteria_16S 58321 58215 

strain N. Pfennig 2711 16S ribosomal 
Proteobacteria; Gammaproteobacteria; 
439852 Bacteria_16S 265420 265318 
strain MCRL 0044 


gi 


3268104 3268001 3 
osomal RNA, partial sequence 


106 gi 


3648980 3648877 3 106 


gi 


3650519 3650416 3 106 
S ribosomal RNA, partial sequence 


gi 


3652060 3651957 3 106 
bosomal RNA, complete sequence 


gi 


4095175 4095069 3 109 


gi 


3 109 


gi 
Chromatiales; 


7 109 gi 


439852 Bacteria_16S 268421 268319 7 109 
subsp. 
cremea subsp. 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 
439852 Bacteria_16S 368368 368266 7 109 gi 


castelarensis strain BJ-608 16S ribosomal RNA, partial 


gi 


castelarensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 


439852 Bacteria_16S 403525 403423 7 109 gi 


hebeiensis strain YIM 001 16S ribosomal RNA, partial se 


hebeiensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 405068 404966 7 109 
strain A288 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 


gi 


acteria; Gammaproteobacteria; Legionel 


ammaproteobacteria; Legionellales; Leg 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 


ammaproteobacteria; Methylococcales; Met 


ammaproteobacteria; Methylococcales; M 


2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 


RNA, partial seque 
Chro. 


rifamycini strain INA 1349 16S ribosomal RNA, pa 
rifamycini Bacteria; Actinobacteria; Acti 


3164429 31659 
Lactobac 


illus. 
219846743 


3265947 32672 
Leg 


lales; 
219846742 


3267345 32688 
nellacea 


io 
219846472 
nce 
oc 
219846471 


3649747 36512 
hylococe 


219846470 


3651286 36527 
hylococec 


et. 
219846156 


4094388 40957 
Desulfoba 


265679026 
nce 

ales; 
265679025 
nce 
matiaceae; 
265678883 


16S ribosomal RNA, partial sequence 264725 26613 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


265678881 


265678809 
sequence 


265678786 
quence 


265678785 


36482 
cales; Methy 


56079 
Chro: 


57580 


donocardin 


rtial sequ 
nobacterid 


e; Actinomycet 


Actinomyce 


45 Lactobacillus 
ref |NR_026335.1 


ione 
ref 


llaceae; Leg 
NR_026334.1 


e; Legionella. 
ref|NR_026064.1 
06 3649696 Methyl 
lococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_025746.1 


cteraceae; Desul 
ref |NR_029334.1 

57529 Thiocy 
matiaceae; Thioc 
ref |NR_029333.1 

59029 Thiocy 
Thiocystis. 
ref|NR_029189.1 


Pseudonocar 
NR_029187.1 
267723 
Actinomyceta 


eae; 
ref 
ence 
ae; 


ref 
3 


NR_029114.1 
67645 369119 
ales; Strept 


ref|NR_029091.1 
402781 404300 
tales; Streptomy 


ref 


kunkeei Bacteria; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Methylocaldum 

ocaldum szegediense 
Methylocaldum. 
Methylocaldum gracile 
gracile Bacteria; 

ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 

ldum. 

Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 

Thiocystis gelatinosa 
stis gelatinosa 

ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Actinomadura cremea 
269132 Actinomadura 
les; 


Streptomyces 
Streptomyces 
omycineae; 


Streptomyces 
Streptomyces 
cineae; 


NR_029090.1 


Actinomadura meyerae 


404351 405830 Actinomadura meyerae Bacteria; 
Streptosporangineae; Thermomonosporaceae; 


439852 Bacteria_16S 


ferralitis strain 
ferralitis Bacter 
Streptomycetaceae 


439852 Bacteria_16S 
ain NRRL B-24129 16S ribosomal RNA, pa 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


439852 Bacteria_16S 
ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


xinjiangensis str 
xinjiangensis Bac 
Actinosynnematace 


439852 Bacteria_16S 
in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


439852 Bacteria_16S 


strain A10 16S ri 


Actinomadura. 


439852 Bacteria_16S 


benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 


439852 Bacteria_16S 


strain LF13 16S r 
Caldithrix. 


439852 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


439852 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


satelles strain V 
satelles Bacteria 


439852 Bacteria_16S 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


439852 Bacteria_16S 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; 


conservatrix stra 
conservatrix Bact 
Desulforegula. 

439852 Bacteria_1 
mexicanus strain 
Bacteria; Proteob 


409681 409579 7 


; Streptomyces. 


437670 437568 7 


e; Amycolatopsis. 
449906 449804 7 


Saccharothrix. 
460594 460492 7 


ae; 


e; Amycolatopsis. 
469634 469532 7 


523350 523248 7 


582638 582532 3 
ibosomal RNA, partial 


597609 597503 3 


bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
439852 Bacteria_16S 
rain D13P3 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacterid 


600518 600416 7 


; Streptomyces. 


732639 732533 3 


Chromatiales; 
783670 783568 7 


; Firmicutes; 


815825 815723 7 


853613 853507 3 
Proteobacteria; 


6S 858309 858203 3 


439852 Bacteria_1 


strain K24 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


439852 Bacteria_1 


scopiformis strain A25 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Streptomyces. 
439852 Bacteria_1 
koreensis strain 
Bacteria; Actinob 
Catellatospora. 
439852 Bacteria_1 
flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 
439852 Bacteria_1 
aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 
439852 Bacteria_1 


6S 861367 861265 7 


6S 876360 876258 7 


6S 882375 882273 7 


6S 888512 888410 7 


6S 913075 912973 7 


Lechevalieria. 


6S 914633 914531 7 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1 RNA, partial sequence 
ia; 
439852 Bacteria_16S 
PI D143K-13 16S ribosomal RNA, partial 


SFOp68 16S ribosomal RNA, partial seq 
ia; Actinobacteria; Actinobacteridae; 


teria; Actinobacteria; Actinobacterida 


109 gi| 265678782 |ref|NR_029087.1| Streptomyces 
uence 408966 410455 Streptomyces 
Actinomycetales; Streptomycineae; 

109 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
rtial sequence 436922 438427 Amycolatopsis 
e; Actinomycetales; Pseudonocardineae; 

109 gi|265678755|ref|NR_029060.1| Saccharothrix 
al sequence 449186 450615 Saccharothrix 


109 gi 


109 


gi 


109 gi 


ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


Lupl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 


109 gi 


LM042 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


109 gi 


-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


109 gi 


train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
ae; 


109 gi 


Stre 


265678744 
quence 


’ 


265678738 


468944 47039 
ptosporang 


265678703 
ence 52260 


ales; Stre 


265678456 
nce 88163 
ales; Micr 


265678452 
nce 88778 
ales; Pseu 


265678436 
artial seq 
dae; Actin 


e; Actinomycet 


Actinomy 


ales; 


ref|NR_029049.1 
459859 46132 
cetales; Pseudo 


ref |NR_029043.1 
5 Actinomadura 
ineae; Thermomo 


ref|NR_029008.1 
2 524095 Pseud 


ptomycineae; Str 
ref |NR_028758.1 
0 883139 Catell 


omonosporineae 7 


ref|NR_028754.1 
3 889225 Saccha 
donocardineae; P 


ref 
uenc 
omyc 


NR_028738.1 
e 912332 
etales; Pseu 


265678435 


Pseudo 


3 
n 


Oo 


nocardineae; 
Amycolatopsis 
Amycolatopsis 


ocardineae; 


Actinomadura latina 


latina Bacteria; 
n 


osporaceae; 


Pseudonocardia 
nocardia benzenivorans 


ales; Pseudonocardineae; Pseudonocardiaceae; 
109 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
sequence 581868 583371 Caldithrix abyssi Bacteria; 
109 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
596871 598240 Thiobaca trueperi Bacteria; 
matiaceae; Thiobaca. 
109 gi|265678652|ref|NR_028957.1| Streptomyces 
sequence 599812 601293 Streptomyces 
ae; Actinomycetales; Streptomycineae; 
109 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
Chromatiaceae; Thiocapsa. 
109 gi|265678523|ref|NR_028827.1| Shuttleworthia 
sequence 782926 784381 Shuttleworthia 
Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 
109 gi|265678502|ref|NR_028805.1| Pseudonocardia 
ence 815109 816530 Pseudonocardia zijingensis 
ales; Pseudonocardineae; Pseudonocardiaceae; 
109 gi| 265678477 |ref|NR_028780.1| Desulforegula 
quence 852834 854357 Desulforegula 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
109 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
ce 857526 859025 Desulfovibrio mexicanus 
ibrionales; Desulfovibrionaceae; Desulfovibrio. 
109 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
860647 862130 Amycolatopsis sacchari Bacteria; 
donocardineae; Pseudonocardiaceae; Amycolatopsis. 
109 gi|265678461|ref|NR_028764.1| Streptomyces 
nce 875686 877087 Streptomyces scopiformis 


eptomycetaceae; 


Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


ref|NR_028737.1 


pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 


439852 Bacteria_16S 
strain LSv21 16S 


922471 922365 3 


439852 Bacteria_16S 990273 990167 3 


109 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


109 


strain I-75 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


439852 Bacteria_16S 991844 991738 3 


109 


gi| 265678430 
921679 923198 Desulfofrigus 
Desulfobacteraceae; 
gi| 265678384 


ref|NR_028732.1| Desulfofrigus fragile 
fragile Bacteria; 
Desulfofrigus. 


ref|NR_028686.1| Citrobacter sedlakii 


989496 991017 Citrobacter sedlakii Bacteria; 


gi| 265678383 


Enterobacteriaceae; 


Citrobacter. 


ref|NR_028685.1| Citrobacter rodentium 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


439852 Bacteria_16S 
strain LK2-10 16S 


1048299 1048197 7 


Micromonospora. 


439852 Bacteria_16S 1119082 1118976 3 


109 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


109 


ATCC 35469 16S ribosomal RNA, partial sequence 


Bacteria; 
439852 Bacteria_16S 
multipartita DSM 


1161460 1161358 7 


Nakamurella. 


439852 Bacteria_16S 1194772 1194670 7 


pacificum DSM 12653 16S ribosomal RNA, partial sequence 
Thermoanaer 


DSM 12653 Bacteria; 
Carboxydibrachium. 
439852 Bacteria_16S 


Firmicutes; 


1227981 1227875 3 


strain R-4079 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


439852 Bacteria_16S 1229517 1229411 3 


strain R-4069 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


439852 Bacteria_16S 1246186 1246084 7 


Clostridia; 


Proteobacteria; Gammaproteobacteria; Enteroba 


109 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


109 


109 


109 


109 


strain 13.4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


439852 Bacteria_16S 
thermoviolaceus subsp. 


1307790 1307688 7 


109 


thermoviolaceus strain DSM 40443 


gi| 265678346 


Enterobacteriaceae; 


Citrobacter. 


ref|NR_028648.1| Micromonospora eburnea 


1047573 1049049 Micromonospora eburnea Bacteria; 


gi| 228716249 


omonosporineae Hi 


Micromonosporaceae; 


ref|NR_027549.1| Escherichia fergusonii 


1118333 1119805 Escherichia fergusonii ATCC 35469 


gi] 228721225 


gi|228715634 


gi|219878281 


cteriales; 


Enterobacteriaceae; Escherichia. 
ref|NR_027604.1] Nakamurella 


1160739 1162206 Nakamurella multipartita DSM 
omycetales; Frankineae; Nakamurellaceae; 


ref|NR_027536.1| Carboxydibrachium 


1194029 1195514 Carboxydibrachium pacificum 
obacterales; Thermoanaerobacteraceae; 


ref|NR_025420.1| Cellvibrio fibrivorans 


1227244 1228719 Cellvibrio fibrivorans Bacteria; 


gi|219878280 


seudomonadaceae; 


Cellvibrio. 


ref|NR_025419.1| Cellvibrio gandavensis 


1228770 1230255 Cellvibrio gandavensis Bacteria; 


gi|219857484 


1245479 1246880 Amycolatopsis 
donocardineae; 


gi|228721493 


seudomonadaceae; 


16S ribosomal 


Cellvibrio 


ref|NR_025072.1| Amycolatopsis rubida 
rubida Bacteria; 
Pseudonocardiaceae; Amycolatopsis. 
NR_027616.1| Streptomyces 


RNA, partial sequence 


ref 
1307063 


1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 


Actinobacteridae; Actinomycetales; 
439852 Bacteria_16S 1412293 1412187 3 


strain B-10-31 16S ribosomal RNA, partial sequence 


439852 Bacteria_16S 1426038 1425936 7 


Streptomycineae; 


109 


109 


Streptomycetaceae; 


gi|224581450 


Streptomyces. 


ref|NR_027234.1| Algicola sagamiensis 


1411537 1413034 Algicola sagamiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 


gi|224581441 


ref|NR_027223.1| Streptomyces 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 


violaceolatus Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 1427603 1427501 7 


coelescens strain AS 4.1594 16S ribosomal RNA, partial 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
439852 Bacteria_16S 
strain LM 036 16S 


Streptomyces. 
1439974 1439872 7 


439852 Bacteria_16S 1452100 1451998 7 


109 


109 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


109 


gi|224581440 
sequence 


gi|224581428 


e; Actinomycetales; 


Actinomycetales; 


Streptomycineae; 


ref|NR_027222.1| Streptomyces 
1426862 1428376 Streptomyces 

Streptomycineae; 

Lentzea violacea 


ref |NR_027210.1 


1439230 1440737 Lentzea violacea Bacteria; 


gi] 224581419 


endolithica strain AA459 16S ribosomal RNA, partial sequence 


endolithica Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 


Actinomycetales; 


Actinosynnemataceae; Lentzea. 

ref|NR_027200.1| Micromonospora 
1451367 1452843 Micromonospora 

Micromonosporineae; 


439852 Bacteria_16S 1474639 1474537 7 109 gi|219878476|ref|NR_025615.1| Streptomyces albus 

subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 

subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 1488472 1488370 7 109 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 

subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 

subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 1494482 1494380 7 109 gi|219846703|ref|NR_026295.1| Couchioplanes 

caeruleus subsp. caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Micromonosporineae; Micromonosporaceae; Couchioplanes. 

439852 Bacteria_16S 1516912 1516822 19 109 gi|219873435|ref|NR_025194.1| Desulfotignum 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 


phosphitoxidans Bacteria; Proteobacteria; 


Desulfotignum. 


Deltaproteobacteria; 


Desulfobacterales; 


1516159 1517596 Desulfotignum 
Desulfobacteraceae; 


439852 Bacteria_16S 


strain JCM3369 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


439852 Bacteria_16S 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


439852 Bacteria_16S 


matsumotoense str 
matsumotoense Bac 
Micromonosporacea 


439852 Bacteria_16S 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


439852 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


439852 Bacteria_16S 


espanaensis strai 
espanaensis Bacte 
Actinosynnematace 


439852 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
439852 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


439852 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


439852 Bacteria_16S 


pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 


439852 Bacteria_16S 


strain MK27-91F2 
Actinobacteria; A 


439852 Bacteria_16S 


strain DSM 40258 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
1591114 1591012 7 109 gi 
in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1592662 1592560 7 109 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1594208 1594106 7 109 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

1595755 1595653 7 109 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
1597303 1597201 7 


439852 Bacteria_16S 


tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 


439852 Bacteria_16S 


subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 


439852 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 
Streptomycetaceae 


439852 Bacteria_16S 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 


439852 Bacteria_16S 


strain DSM 43049 
Actinobacteria; A 


439852 Bacteria_16S 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


439852 Bacteria_16S 


strain DSM 40597 
Actinobacteria; A 


1527551 1527449 7 109 
S ribosomal RNA, partial sequence 


gi 
Stre 


1530563 1530461 7 109 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1532102 1532000 7 109 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 
1535098 1534996 7 


s 
Ac 


e; 


109 gi 


Stre 


1536607 1536505 7 109 gi 
NRRL B-16134 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1538169 1538067 7 109 gi 
n NRRL 15764 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

1539729 1539627 7 109 gi 
38 16S ribosomal RNA, partial sequence 


al 
Ac 


1 


do 
1541278 1541176 7 109 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1542838 1542736 7 109 gi 
NRRL B-24047 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1563692 1563590 7 109 gi 
in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 
1574256 1574154 7 


al 
Ac 


hep 


’ 


109 gi 


ctinobacteridae; Actinomycetales; Pseudo 
1589566 1589464 7 109 gi 


pt 
1 
7 


’ 


rt 
id 


' 
2 

ei 

; 


, 


109 gi 
ctinobacteridae; Actinomycetales; Stre 
1598851 1598749 7 109 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1600399 1600297 7 


pt 


p 
te 


v 


109 gi 


ctinobacteridae; Actinomycetales; Stre 


pt 


219857435 
1526835 15282 
pt 


219857433 


219857427 
ti 
219857414 
pt 


219857378 


219857377 
Actinomyc 
219857376 
219857375 
ia 
Actinomyc 


219857374 


219846103 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 


219878484 


219878483 


219878482 


19878481 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 


219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 


ref |NR_025023.1 
88 Actinomadura 
osporangineae; Thermomo 
ref|NR_025021.1 

1529847 153130 
tales; Streptos 


equence 
tinomyce 


ref 
al sequence 
Actinomycet 


NR_025015.1 

153135 
ales; Micro 
ref|NR_025002.1 
13 Actinomadura 
osporangineae; Thermomo 
ref |NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


sequenc 
tinomyce 


ref|NR_024965.1 
1537426 153893 
etales; Pseudon 


sequence 


ref|NR_024964.1 
86 1540484 Crossi 
eae; Pseudonoca 
ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudon 


15389 
nocardin 


1 sequen 
ref|NR_024962.1 


e 1542095 154360 
tales; Pseudonoc 


sequenc 
tinomyce 


ref 
nce 
ceta 


NR_025693.1 
156296 
Pseudon 


al seque 
Actinomy les; 


ref |NR_024687.1 


nocardin Actinosynne 


NR_025624.1 


eae; 
ref 


omycineae; Streptomyceta 
ref|NR_025623.1 
1590391 159188 


cetales; Strepto 


sequence 
Actinomy 


ref 
sequ 
erid 


NR_025622.1 
ence 159193 
ae; Actinomy 


partial 
tinobact 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


ial sequ 
ae; Acti 


NR_025620.1 
1595032 159652 
cetales; Strepto 


sequence 
Actinomy 


ref |NR_025619.1 


omycineae; S 
ref 
artial seque 
ridae; Actin 


treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 


ref |NR_025617.1 


omycineae; Streptomyceta 


439852 Bacteria_16S 


1601947 1601845 7 109 gi 


219878477 


ref |NR_025616.1 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 


Pp 


fo} 


r 


fo} 


Actinomadura yumaensis 


yumaensis Bacteria; 
n 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Micromonospora 
9 1532864 Micromonospora 


monosporineae; 


Actinomadura vinacea 


vinacea Bacteria; 
n 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 

cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 


ocardineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Streptomyces catenulae 


40 Streptomyces catenulae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 
mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


77 Streptomyces niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 
Streptomycineae; 


Streptomyces violens 


73 Streptomyces violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 
strain DSM 5901 1 


439852 Bacteria_ 
aridum subsp. 


Actinomycetales; 
439852 Bacteria_ 
albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 
439852 Bacteria_16S 


strain Albert 199 
Proteobacteria; 


Proteobacteria; 


Streptomycetaceae; 
439852 Bacteria_16S 


1647407 1647301 3 


Streptomyces. 


109 


gi 


219878444 


ref|NR_025583.1 


Stella vacuolata 


lar 


G 
439852 Bacteria_16S 
strain 888-76 16S 
G 
439852 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 
439852 Bacteria_16S 
balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 
439852 Bacteria_16S 
keratiniphila sub 


16S 1664241 1664139 7 109 gi 


Pseudonocardineae; Pseudonocardiaceae; 
16S 1665765 1665663 7 109 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


1667326 1667220 3 109 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671931 1671825 3 109 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1673335 1673233 7 109 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1674858 1674756 7 109 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1676357 1676255 7 109 gi 
sp. nogabecina strain DSM 44586 16S ri 


6S ribosomal RNA, partial sequence 1646706 16481 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 


K 


219878430 


E 
219878427 
1671187 16725 
E 
219878426 
al 
ae 


219878425 
s 
Actinomyc 


219878424 
bo 


16650 
Pseu 


e 
es; 


16665 
nterobac 


nterobac 


sequenc 


v 


equence 


somal RN. 


etobacte 
219878432 
gum strain SKF-AAD-609 16S ribosomal RNA, partia 
Kibdelosporangium aridum subsp. 


Actinomyce 


52 Stella vacuolata Bacteria; 
raceae; Stella. 
ref|NR_025571.1 
1 sequence 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 
ibdelosp 
219878431 
nc 
al 


orangium. 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter cowanii Bacteria; 
teriaceae; Enterobacter. 
ref|NR_025565.1| Amycolatopsis 
e 1672599 1674076 Amycolatopsis 
tales; Pseudonocardineae; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


ref 
A, Pp 


NR_025563.1 
artial seque 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


439852 Bacteria_16S 
decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 
439852 Bacteria_16S 


strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 


439852 Bacteria_16S 
ostraviensis stra 
ostraviensis Bact 


Cellvibrio. 


439852 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


439852 Bacteria_16S 


strain ISP 5293 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
439852 Bacteria_16S 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


439852 Bacteria_16S 
aridum strain DSM 


Bacteria; Actinob 


Kibdelosporangium. 
439852 Bacteria_16S 


strain IMSNU 2200 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


439852 Bacteria_16S 


albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 


439852 Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; 
1677874 1677772 7 109 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1679395 1679293 7 109 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 


al 


1691597 1691491 3 109 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1 


1746598 1746496 7 109 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1772231 1772129 7 


1 


109 gi 
Stre 
1773729 1773627 7 109 gi 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1816380 1816278 7 109 gi 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


pt 


al 
ae 


v 


en 
al 


1866679 1866577 7 109 gi 
4 16S ribosomal RNA, partial sequence 


1924358 1924256 7 109 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

1925919 1925817 7 109 gi 
in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 
1950347 1950245 7 


qu 


ia 


, 


109 gi 


Amycolato 
219878423 


Actinomyc 


219878422 


219878413 
ri 
219878376 

Actinomyc 


219878355 
6S ribosomal RNA, partial sequence 1771537 17729 


219878354 


219878325 


219878290 


omonospori 
219878245 


Actinomyc 


219878244 


219878228 


equence 


16786 


es; Pseu 


sequence 
a; 


sequence 


omycinea 


sequenc 
Actino: 


’ 


ce 18156 
es; Pseu 


18659 


ence 


1 sequen 
Actinomy 


Pseudomon 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


ref|NR_025552.1| Cellvibrio 
1690867 1692335 Cellvibrio 
adales; Pseudomonadaceae; 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


Actinomadura 
0 Actinomadura 
porangineae; 
ref|NR_025494.1| Streptomyces arenae 
83 Streptomyces arenae Bacteria; 

e; Streptomycetaceae; Streptomyces. 
ref|NR_025493.1| Streptomyces 

e 1773034 1774481 Streptomyces 
mycetales; Streptomycineae; 


ref|NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref |NR_025384.1 

1923611 192512 
etales; Pseudono 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Pseudonocardia 

2 Pseudonocardia 
cardineae; 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Pseudonocardia. 


ref|NR_025367.1| Pseudonocardia 
1949601 1951112 Pseudonocardia 


439852 Bacteria_16S 1975976 1975886 19 109 gi|219878211|ref|NR_025350.1| Desulfobacula 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 
439852 Bacteria_16S 1979111 1979005 3 109 gi|219878209|ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
439852 Bacteria_16S 1994693 1994587 3 109 gi|219878199|ref|NR_025338.1| Serratia entomophila 
strain DSM 12358 16S ribosomal RNA, partial sequence 1993927 1995442 Serratia entomophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

439852 Bacteria_16S 2057158 2057056 7 109 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 2058697 2058595 7 109 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 2107482 2107376 3 109 gi|219878115|ref|NR_025254.1| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

439852 Bacteria_16S 2110560 2110458 7 109 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 2168026 2167924 7 109 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 2171122 2171016 3 109 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

439852 Bacteria_16S 2172673 2172567 3 109 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

439852 Bacteria_16S 2184706 2184600 3 109 gi|219857609|ref|NR_025198.1| Pseudoxanthomonas 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 2183928 2185466 Pseudoxanthomonas 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

439852 Bacteria_16S 2257554 2257452 7 109 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 2260678 2260576 7 109 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 2310819 23107177 109 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

439852 Bacteria_16S 2342497 2342395 7 109 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
439852 Bacteria_16S 2507755 2507653 7 109 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

439852 Bacteria_16S 2518328 2518226 7 109 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 2519877 2519775 7 109 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

439852 Bacteria_16S 2609554 2609452 7 109 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

439852 Bacteria_16S 2612654 2612552 7 109 gi| 219857257 |ref|NR_024888.1]| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
439852 Bacteria_16S 2620484 2620378 3 109 gi|219857252|ref|NR_024883.1| Kluyvera georgiana 


strain ATCC 51603 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


2619736 2621149 Kluyve 


ra georgiana Bacteria; 


439852 Bacteria_16S 2637177 2637071 3 109 gi|219857233|ref|NR_024861.1| Citrobacter farmeri 
strain CDC 2991-81 16S ribosomal RNA, partial sequence 2636413 2637923 Citrobacter farmeri Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

439852 Bacteria_16S 2667301 2667199 7 109 gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

439852 Bacteria_16S 2668816 2668714 7 109 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

439852 Bacteria_16S 2713798 2713692 3 109 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

439852 Bacteria_16S 2724482 2724380 7 109 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
439852 Bacteria_16S 2760280 2760178 7 109 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

439852 Bacteria_16S 2775404 2775302 7 109 gi|219857133|ref|NR_024761.1| Streptomyces platensis 
strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces platensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 2776941 2776839 7 109 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 2796346 2796244 7 109 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

439852 Bacteria_16S 2799389 2799287 7 109 gi|219857117|ref|NR_024745.1] Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
439852 Bacteria_16S 2805476 2805374 7 109 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

439852 Bacteria_16S 2808520 2808418 7 109 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

439852 Bacteria_16S 2829624 2829522 7 109 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 

439852 Bacteria_16S 2831123 2831021 7 109 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 2832661 2832559 7 109 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 2891237 2891135 7 109 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

439852 Bacteria_16S 2939780 2939678 7 109 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
439852 Bacteria_16S 2941303 2941201 7 109 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

439852 Bacteria_16S 2942819 2942717 7 109 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 

439852 Bacteria_16S 2947480 2947374 3 109 gi|219856825|ref|NR_024644.1| Serratia rubidaea 


strain JCM1240 16S ribosomal RNA, partial sequence 


2946729 2948170 Serratia rubidaea Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 


439852 Bacteria_16S 
strain JCM1234 16 
Proteobacteria; 
439852 Bacteria_16S 
strain LMG 2542 1 
Proteobacteria; 
439852 Bacteria_16S 


2951959 2951853 3 


2967029 2966923 3 


2976222 2976116 3 


109 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


109 


6S ribosomal RNA, partial sequence 2966273 29677 
Gammaproteobacteria; Enterobacteriales; 


109 


strain BS 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
439852 Bacteria_16S 


Clostridiales; 
2977702 2977600 7 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 2979234 2979132 7 


thermolineatus strain A1484 16S ribosomal RNA, partial 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 2980769 2980667 7 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 3050646 3050540 3 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial 


sulfodismutans Bacteria; 
Desulfovibrio. 
439852 Bacteria_16S 3103310 3103208 7 
gifhornensis strain HR1- 


Proteobacteria; 


Micromonosporaceae; 
439852 Bacteria_16S 
strain ATCC 25470 


Verrucosispora. 
3104825 31047237 
16S ribosomal 


Clostridiaceae; 


109 


109 


109 


109 


Deltaproteobacteria; 


109 


2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 


109 


RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


439852 Bacteria_16S 3136321 3136215 3 
sulfexigens strain SB164 
sulfexigens Bacteria; 
Desulfocapsa. 
439852 Bacteria_16S 
strain CE2203 16S 
Proteobacteria; 
439852 Bacteria_16S 3236550 3236448 7 
griseocarneus strain DSM 40004 


Proteobacteria; 


3172806 3172700 3 


Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 3244206 3244100 3 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial 
Proteobacteria; 


hydrogenovorans Bacteria; 
Desulfonatronovibrio. 
439852 Bacteria_16S 

strain DSM 43764 


3253099 3252997 7 


109 


Pl 16S ribosomal RNA, partial s 
Deltaproteobacteria; 


109 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


109 


16S ribosomal RNA, 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 3252379 32538 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
439852 Bacteria_16S 
strain ATCC 13313 
Proteobacteria; 
439852 Bacteria_16S 
strain ATCC 29903 
Proteobacteria; 
439852 Bacteria_16S 
strain LMG 5047 1 
Proteobacteria; 
439852 Bacteria_16S 


3271210 3271104 3 


3272748 3272642 3 


3290925 3290819 3 


3324460 3324358 7 


vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


vinaceum Bacteria; 
Micromonosporaceae; Dactylosporangium. 
439852 Bacteria_16S 3325987 3325885 7 
roseum strain DSM 


Dactylosporangium. 
439852 Bacteria_16S 


3327508 3327406 7 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


gi| 219856822 
2951208 29526 


ref 


219846946 |ref 


gi 


gi| 219846939 
2975480 29769 
Clostridium. 

219846938|ref 


ref 


gi 


219846937 
sequence 


gi ref 


219846936|ref 


gi 


219846888 
sequence 


gi ref 


219846853 |ref 


gi 


w 


219846852 
31040 
Streptomycineae; 
gi| 219846831 
equence 


gi ref 


ref 


Ww 


gi|219846806 
3172065 31735 


ref 


219846763 |ref 


gi 


complete sequence 3235806 32373 
Actinomycetales; 


3049889 30513 
Desulfovibrionales 


102586 31040 


Actinomycetales; Micromonosporineae; 


98 3105578 Strep 
Streptomycetaceae; 


135552 31370 
Desulfobacterales; 


aceae; 


NR_026528.1 


2980041 298152 
Actinomycetales; 


NR_026480.1 


NR_026445.1 


NR_026444.1 


NR_026423.1 
De 


NR_026398.1 


NR_026355.1 


NR_024641.1 
57 Enterobacter 
Enterobacteri 


NR_026530.1 
2976976 29784 
Actinomycetales; 


5 
Streptomycineae; 


NR_026529.1 


2978510 297999 


Actinomycetales; 


6 


4 


3 
sulfobulbaceae; 


2 
Streptomycineae; 


Enterobacter gergoviae 
gergoviae Bacteria; 


Enterobacter. 
NR_026538.1 
69 Dickeya paradisiaca Bacteria; 
Enterobacteriaceae; 


Dickeya paradisiaca 


Dickeya. 
NR_026531.1 
25 Clostridium ultunense Bacteria; 


Clostridium ultunense 


Streptomyces 
9 Streptomyces 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Desulfovibrio 
7 Desulfovibrio 
; Desulfovibrionaceae; 


Verrucosispora 
7 Verrucosispora 


Streptomyces lydicus 


tomyces lydicus Bacteria; 


Streptomyces. 
Desulfocapsa 
3 Desulfocapsa 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 


Thiorhodococcus. 


Streptomyces 
0 Streptomyces 


109 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
sequence 3243444 3244946 Desulfonatronovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
109 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
26 Actinomadura kijaniata Bacteria; 
Streptosporangineae; Thermomonosporaceae; 
109 gi|219846740|ref|NR_026332.1| Shigella dysenteriae 
3270447 3271933 Shigella dysenteriae Bacteria; 
Enterobacteriaceae; Shigella. 
109 gi|219846739|ref|NR_026331.1| Shigella flexneri 
3271984 3273471 Shigella flexneri Bacteria; 
Enterobacteriaceae; Shigella. 
109 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 


6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; Xanthomonadacea 


109 


109 


43916 16S ribosomal RNA, partial sequence 33252 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


109 


219846702 |ref 
3 


les; 


gi 


219846701|ref 


gi 


Micromon 


219846700|ref 


gi 


323723 33251 


49 3326720 Dacty 


e; 
NR_026294.1 


NR_026293.1 


osporineae; 


NR_026292.1 


9 
Micromonosporineae; 


68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 


Dactylosporangium 
8 Dactylosporangium 


Dactylosporangium 


losporangium roseum 


Micromonosporaceae; 


Dactylosporangium 


matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Dactylosporangium. 


439852 Bacteria_16S 
brasiliensis strain 
brasiliensis Bact 
Micromonosporaceae; 
439852 Bacteria_16S 
DSM 803 16S ribos 


Micromonospora. 
439852 Bacteria_16S 
thailandense DSM 
Bacteria; Actinob 
Dactylosporangium. 
439852 Bacteria_16S 
aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 
439852 Bacteria_16S 
halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 
439852 Bacteria_16S 
strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 
439852 Bacteria_16S 
mashuensis strain 
mashuensis Bacter 

Streptomycetaceae; 
439852 Bacteria_16S 
municipale strain 
municipale Bacter 
Pseudonocardiaceae; 
439852 Bacteria_16S 
gregorii strain N 
gregorii Bacteria; 

Pseudonocardiaceae; 
439852 Bacteria_16S 
strain Dfr2 16S r 
Proteobacteria; D 
439852 Bacteria_16S 


eria; Actinobacteria; Actinobacteridae 


omal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 


DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


DSM 44069 16S ribosomal RNA, partial 


ia; Actinobacteria; Actinobacteridae; 


CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


3335072 33349707 109 gi 


2 
DSM 43805 16S ribosomal RNA, partial 
7 


Actinoplanes. 


3341113 33410117 109 gil|2 


3342640 3342538 7 109 gil|2 


3345687 3345585 7 109 2 


e 


gi 


3347213 33471117 109 gi 


3449748 3449646 7 109 gi 


complete sequence 


3490923 3490821 7 109 gi 


Ac 


3494007 3493905 7 109 gi 


Ac 
Thermocrispum. 
3524175 3524073 7 


109 gi 


Saccharopolyspora. 


3630736 3630630 3 109 gi 


, 


3638279 36381777 109 gi 


3340376 3341852 Micromono 
omonospori 


nc 
al 


al 

219846686 
ce 
al 
219846610 
al 
219846582 


se 


219846580 
se 


219846560 
eq 
ti 


219846485 
3629961 36314 


219846480 


thermocarboxydus 
thermocarboxydus 


Streptomycetaceae 
439852 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 


Streptomycetaceae 


439852 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; 


G 


strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3639831 3639729 7 109 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 

3670423 3670317 3 109 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


s 


v 


rt 
ac 


’ 


gi 


E 


id 


219846479 


219846457 
3669690 36711 


439852 Bacteria_16S 
strain 1846 16S 
Proteobacteria; G 
439852 Bacteria_16S 
auranticolor stra 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


3674944 3674838 3 109 gi 
E 
3712677 3712575 7 109 gi 


219846454 
3674212 36756 


219846428 


19846695 
sequence 
Actinomy 


ref|NR_026287.1 

3334351 33357 
cetales; 
19846690|ref|NR_026282.1 
spora rosar 


Micromono 


neae; 


19846689 
e 33419 
es; Micr 


ref|NR_026281.1 
03 3343371 Dacty 
omonosporineae; 


19846687 
33449 
Micr 


ref |NR_026279.1 
50 3346425 Micro: 
es; omonosporineae; 
ref |NR_026278.1 
76 3347951 Micro: 
omonosporineae; 


33464 
es; Micr 
ref |NR_026202.1 
03 3450520 Strep 
ptomycineae; St 


34490 
es; Stre 
ref|NR_026174.1 

3490176 34916 
tales; 


quence 
tinomyce 


ref|NR_026172.1 
3493260 349458 
tales; 


quence 
tinomyce 


ref |NR_026152.1 
3523483 352488 
les; 


uence 
nomyceta 


ref|NR_026077.1 


Geobacteraceae; Geobact 
ref|NR_026072.1 

3637554 363905 
nomycetales; St 


equence 
ae; Acti 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


ial sequ 
teridae; 
ref |NR_026048.1 


teri 
ref 


nterobac aceae; Brenn 


NR_026045.1 
nterobacteriaceae; Panto 
ref|NR_026019.1 


9 
Micromo 


i 
s 


1 


he 
i 


9 


Streptomy 


Pseudonoc 


Pseudonocar 


r 


Actinoplanes 
4 Actinoplanes 
nosporineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 


Micromonosporaceae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Micromonospora 


monospora halophytica 


Micromonosporaceae; 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Streptomyces 
3 Streptomyces 
cineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Saccharopolyspora 
4 Saccharopolyspora 


dineae; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
e 


r. 

Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 
Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Actinoplanes 


ence 37119 


fo) 


Bacteria; Actinob 
Actinoplanes. 


439852 Bacteria_16S 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


439852 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


439852 Bacteria_16S 


strain IFO 14679 
Actinobacteria; A 
Actinomadura. 


in 253 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycetal 
3726198 3726096 7 109 gi 
ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Actinomadura. 

3730560 3730458 7 109 gi 
IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinocorallia. 
3732018 3731916 7 


al 
e; 


se 
Ac 


109 gi 


ctinobacteridae; Actinomycetales; Stre 


pt 


439852 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


219846417 


219846414 


219846413 
16S ribosomal RNA, partial sequence 3731323 37327 


82 3713392 Actin 


es; Micromonosporineae; 
ref|NR_026008.1 
sequence 3725501 372690 


Actinomycetales; Strept 


ref|NR_026005.1 
3729869 373127 
tales; Streptosp 


quence 
tinomyce 


ref |NR_026004.1 
31 Actinomadura 
ineae; Thermomo 


osporang n 


planes auranticolor 
Micromonosporaceae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


3832888 3832782 3 109 gi 
16S ribosomal RNA, partial sequence 


ridia; Clostridiales; Ruminococcaceae; R 


219846340 


ref|NR_025930.1 
3832173 3833552 Rumino 
uminococcus. 


Ruminococcus bromii 
coccus bromii Bacteria; 


439852 Bacteria_ 
strain ATCC 19812 
Actinobacteria; Actinobacteridae; Actinomycetales; 
439852 Bacteria_ 
strain ATCC 25495 
Bacteria; Actinob 


Streptomyces. 


439852 Bacteria_ 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete 
eurythermus Bacte 
Streptomycetaceae; 
439852 Bacteria_ 
acidiscabies stra 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
439852 Bacteria_ 
alkenivorans stra 
alkenivorans Bacteria; 
Desulfatibacillum. 
439852 Bacteria_ 
strain CPJVR-H 16 
Actinobacteria; Actinobacteridae; Actinomycetales; 
439852 Bacteria_ 


aliphaticivorans 
aliphaticivorans 


Desulfatibacillum. 
439852 Bacteria_ 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 
thalassicus Bacte 
439852 Bacteria_ 
koyangensis strain VK-A60 16S ribosomal RNA, partial se 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
439852 Bacteria_ 
algeriensis strain SA 233 16S ribosomal RNA, partial se 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; 
439852 Bacteria_ 
nitritigenes stra 


16S 3919541 3919439 7 


16S ribosomal RNA, 


109 gi 

complete sequence 

16S 3921122 39210207 109 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 

16S 3922703 39226017 109 gi 

ria; Actinobacteria; Actinobacteridae; 

Streptomyces. 

16S 3927444 39273427 

in RL-110 16S ribosomal RNA, 


109 gi 
complete 
; Streptomyces. 

16S 4026976 4026870 3 109 gi 
in PF2803 16S ribosomal RNA, partial s 
Proteobacteria; Deltaproteobacte 
16S 4126808 41267067 109 

S ribosomal RNA, partial sequence 


gi 


16S 4165425 4165319 3 109 gi 
strain CV2803 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Deltaproteob 
16S 4183717 41836157 109 gi 
Clostridi 
109 gi 


ria; 
16S 


Firmicutes; Clostridia; 
4204822 4204720 7 


Streptomyces. 


16S 4210883 42107817 109 gi 


Saccharothrix. 


16S 4218529 4218427 7 109 gi 


v 
Actinomadura. 


4245708 4245602 3 109 
ribosomal RNA, partial sequence 


ae; 


16S gi 


219846281 


Streptomycineae; 
219846280 


al 


219846279 


219846276 
sequence 


219846205 
equence 
ri 


219846132 

4126077 41275 
Streptomycineae; 
219846104 
al 
ac 


219846088 


al 


219846068 
quence 


219846062 
in L 46 16S ribosomal RNA, partial sequence 

nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporace 
439852 Bacteria_ 
strain U 5/41 16S 


219722938 
4244934 42463 


ref|NR_025871.1 
39187 
Ss 
ref|NR_025870.1 
39203 
es; Streptomycineae; 
ref|NR_025869.1 
sequenc 
Actinomycetales; 
ref|NR_025866.1 
3926691 39282 


Actinomycetales; 


ref|NR_025795.1 

4026183 402770 
a; Desulfobacterales; D 
ref|NR_025722.1 
64 Streptomyces 
Streptomycet 
ref|NR_025694.1 
e 4164674 416611 
Desulfobacterale 


sequenc 
teria; 


NR_025678.1 
183005 418440 


ref 


rs 


es; 
ref |NR_025662.1 

4204078 420556 
etales; 


ence 
Actinomyc 


ref|NR_025658.1 
4210162 421159 
Actinomycetales; 
ref|NR_025652.1 
4217823 421929 
Actinomycetales; Strepto 


ref|NR_024570.1 


e 3921948 392347 


2 
Streptomycineae; 


e 


S; 


Streptomyces tendae 


87 3920316 Streptomyces tendae Bacteria; 
treptomycetaceae; 


Streptomyces. 
Streptomyces sampsonii 


67 3921897 Streptomyces sampsonii 
Streptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Streptomyces africanus 


africanus Bacteria; 
aceae; 


Streptomyces. 
Desulfatibacillum 

9 Desulfatibacillum 

Desulfobacteraceae; 


Tepidibacter 
8 Tepidibacter 


Peptostreptococcaceae; Tepidibacter. 
219846072 


qu 


Streptomyces 
5 Streptomyces 


Streptomycineae; 


Saccharothrix 
0 Saccharothrix 


Pseudonocardineae; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Escherichia coli 


83 Escherichia coli Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

439852 Bacteria_16S 15723 15630 16 109 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

439852 Bacteria_16S 1097859 1097762 7 104 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 
439852 Bacteria_16S 
turnerae strain T 
Proteob 


Bacteria; 
Teredinibacter. 


439852 Bacteria_16S 
verrucosospora st 
verrucosospora Bacteria; Actinobacteria; Actinobacterida 
Thermomonosporace 
439852 Bacteria_16S 
amylolyticus stra 
amylolyticus Bacteria; 
439852 Bacteria_16S 

yamanashiensis strain YU 127-1 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacterida 
Micromonosporaceae; 
439852 Bacteria_16S 
strain SW-154 16S 


Proteobacteria; 


Gammaproteobacteria; Kangiella. 
439852 Bacteria_16S 


Streptomyces. 

1377912 1377811 3 104 gi 
7902 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromon 


3724728 3724635 16 109 gi 
rain A-184 16S ribosomal RNA, partial s 
Actinomadura. 

3904619 3904519 3 103 gi 
in NRRL NRS-290 16S ribosomal RNA, part 
Firmicutes; Bacillales; Paenibaci 
3917981 3917888 16 109 gi 


ae; 


Spirilliplanes. 
4017832 4017739 16 109 
ribosomal RNA, partial sequence 


gi 


4076834 40767377 104 gi 


228717562 


219846418 


219846292 


219846282 


219846211 
4017086 40185 


219846168 


ref|NR_027564.1 
67 1378635 Teredi 
Alteromonadales g 


e 13771 
adales; 


ref|NR_026009.1 
3724040 372545 
Actinomycetales; Strep 


equence 
e; 


ref 
nce 


NR_025882.1 

390383 
Paenibacillus. 
ref|NR_025872.1 
sequence 3917267 391873 
Actinomycetales; Micro 


i 
1 


al seque 
laceae; 
e; 


ref |NR_025801.1 


ref|NR_025758.1 


Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Paenibacillus 
4 3905341 Paenibacillus 


Spirilliplanes 
6 Spirilliplanes 


monosporineae; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Mahella australiensis 


strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 


Mahella. 


Incertae Sedis; 


439852 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


439852 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


439852 Bacteria_16S 
amnigena strain ASRB1 16S ribosomal RNA, partial sequen 


Bacteria; Proteob 


439852 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


439852 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


439852 Bacteria_16S 


intestinale strai 
intestinale Bacte 


439852 Bacteria_16S 


aminovalericum st 
aminovalericum Ba 


439852 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


439852 Bacteria_16S 


argentinense stra 
argentinense Bact 


439852 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


439852 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


439852 Bacteria_16S 


strain DSM 20475 


25026 24926 3 103 gi 
rain R2 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
34170 34074 7 103 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
122143 122037 3 109 gi 


acteria; Deltaproteobacteria; Syntroph 
152382 152286 7 103 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
155499 155403 7 103 gi 
rain Al 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
161603 161503 3 103 gi 
n Catt39 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
189090 188994 7 103 gi 


rain DSM 1283 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
195152 195049 3 106 gi 


Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
207551 207451 3 103 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
209104 209004 3 103 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
213798 213698 3 103 gi 
osomal RNA, partial sequence 
ammaproteobacteria; 
224442 224342 


Oceanospirillales; 
3 103 gi 


213019 21448 


16S ribosomal RNA, partial sequence 223682 22507 


265679047 
uence 
idiales; C 
265679041 
33436 
obacterine 
265678981 
ce 12137 
obacterale 
265678961 
ce 15161 
idiaceae; 
265678959 
uence 
idiales; C 
265678955 
quence 
ales; Clos 
265678937 
al sequenc 
idiales; C 
265678933 
ence 19438 
occales; M 
265678924 
al sequenc 
iales; Clo 
265678923 
20835 
idiaceae; 
265678920 


Marinomon 
265678913 


4 Peptococcus n 


ref |NR_029355.1| Clostridium 
24277 25711 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029349.1| Atopobium vaginae 
34786 Atopobium vaginae Bacteria; 
ae; Coriobacteriaceae; Atopobium. 
ref|NR_029289.1] Desulforhabdus 
3 122854 Desulforhabdus amnigena 
s; Syntrophobacteraceae; Desulforhabdus. 
ref |NR_029269.1| Clostridium 
7 153137 Clostridium propionicum 
Clostridium. 
ref |NR_029267.1| Clostridium 
154728 156242 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029263.1| Clostridium 
160899 162283 Clostridium 
tridiaceae; Clostridium. 
ref|NR_029245.1| Clostridium 
e 188349 189802 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029241.1] Methylococcus 
5 195842 Methylococcus capsulatus 
ethylococcaceae; Methylococcus. 
ref |NR_029232.1| Clostridium 
e 206801 208304 Clostridium 
stridiaceae; Clostridium. 
ref|NR_029231.1| Clostridium sporogenes 
5 209857 Clostridium sporogenes 
Clostridium. 
ref|NR_029228.1| Marinomonas vaga 
4 Marinomonas vaga Bacteria; 
as. 
ref|NR_029221.1| Peptococcus niger 


iger Bacteria; 


Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

439852 Bacteria_16S 314055 313955 3 103 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 329238 329138 3 103 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

439852 Bacteria_16S 366905 366805 3 103 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

439852 Bacteria_16S 385111 385011 3 103 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

439852 Bacteria_16S 392839 392739 3 103 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

439852 Bacteria_16S 400453 400353 3 103 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
asymbiotica subsp. australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 


439852 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


439852 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


439852 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


439852 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


439852 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


ribosomal RNA, partial sequence 


lales; Paenibacillaceae; Paenibacillus 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


; Enterobacteriaceae; Photorhabdus. 

445315 445215 3 103 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
ain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

474369 474269 3 103 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

492785 492685 3 103 gi| 265678723 |ref|NR_029028.1| Marinobacter sediminum 
bosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

658399 658299 3 103 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

700772 700673 3 103 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 


699985 701422 Paenibacillus odorifer Bacteria; 


439852 Bacteria_16S 


strain SW-45 16S 
Proteobacteria; 


postgatei strain 
Bacteria; Proteob 


strain MOL361 16S 
Firmicutes; Erysi 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


439852 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


Alphaproteobacter 


moraviensis strai 
Bacteria; Firmicu 


439852 Bacteria_16S 
storis strain PCC 9511 16S ribosomal R 


marinus subsp. pa 


G 


763593 763493 3 


779065 778957 1 


798959 798859 3 


802077 801969 1 
eria; Firmicutes; 


824931 824831 3 


826433 826333 3 


832673 832573 3 


tes; Lactobacillales; 


879269 879213 53 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 
439852 Bacteria_16S 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
439852 Bacteria_16S 
in C21 16S ribosomal RNA, 
Clostridia; 


2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
439852 Bacteria_16S 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
439852 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
439852 Bacteria_16S 
n 330 16S ribosomal RNA, partial seque 


103 gi| 265678537 |ref|NR_028841.1 
762839 76433 

aceae; Marinobac 

109 gi| 265678526 |ref|NR_028830.1 

ce 778272 779794 Desulf 

acterales; Desulfobacterac 

103 gi| 265678513 |ref|NR_028816.1 

798207 79971 

elotrichaceae; Turicibacte 

109 gi|265678511|ref|NR_028814.1 

complete sequence 801287 802838 

Clostridiales; Clostridiales Famil 

103 gi|265678496|ref|NR_028799.1 

824212 825662 Bosea vestrisii Bacte 
sea. 

103 gi| 265678495 |ref|NR_028798.1 

825713 827158 Bosea eneae Bacteria; 
sea. 

103 gi| 265678491 |ref|NR_028794.1 

nce 831886 833394 Entero 

Enterococcaceae; Enterococcus. 
109 gi| 265678459 |ref|NR_028762.1 
NA, partial sequence 


Marinobacter litoralis 


4 Marinobacter litoralis Bacteria; 


ter. 

Desulfobacter 

obacter postgatei 

eae; Desulfobacter. 
Turicibacter sanguinis 


4 Turicibacter sanguinis Bacteria; 


rs 
Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Enterococcus 
coccus moraviensis 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


e; Prochlorococcus. 


439852 Bacteria_16S 959575 959475 3 103 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 993381 993297 25 109 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

439852 Bacteria_16S 1103910 1103810 3 103 gi|265678306|ref|NR_028608.1| Mogibacterium pumilum 
strain D2-18 16S ribosomal RNA, partial sequence 1103152 1104621 Mogibacterium pumilum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

439852 Bacteria_16S 1237139 1237039 3 103 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

439852 Bacteria_16S 1292665 1292565 3 103 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

439852 Bacteria_16S 1297153 1297057 7 103 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 1362677 1362577 3 103 gi|228719132|ref|NR_027580.1| Octadecabacter 
antarcticus strain 307 16S ribosomal RNA, partial sequence 1361976 1363364 Octadecabacter antarcticus 307 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 

439852 Bacteria_16S 1382338 1382238 3 103 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

439852 Bacteria_16S 1419881 1419781 3 103 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 1447696 1447596 3 103 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

439852 Bacteria_16S 1547421 1547321 3 103 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 


strain KMM 227 16 
Proteobacteria; G 


strain SP1402 16S 
Proteobacteria; G 


strain LMG 22166 
Firmicutes; Bacil 


439852 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


1578865 1578765 3 


1583384 1583284 3 


lales; Planococcaceae; 
1584939 1584839 3 


lales; Planococcaceae; 


439852 Bacteria_16S 


1586490 1586394 7 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
439852 Bacteria_16S 


103 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
439852 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 1582619 15841 


16S ribosomal RNA, partial sequence 1584175 15856 


1546665 15481 
I 


1578118 15795 


diomarinac 
219846381 


Idiomarina. 
NR_025972.1 


eae; 
ref 


29 Idiomarina abyssalis Bacteria; 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


seudomonadaceae; Pseudomonas. 
103 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
24 Viridibacillus arenosi Bacteria; 
Viridibacillus. 
103 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 
79 Viridibacillus arvi Bacteria; 
Viridibacillus. 
103 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 


LMG 22167 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


laceae; Bacillus. 


1585730 1587233 Bacillus humi Bacteria; 


Firmicutes; 


439852 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


439852 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


439852 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


439852 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


439852 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


439852 Bacteria_16S 


CIP 106764 16S ri 
Firmicutes; Lacto 


439852 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


439852 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


439852 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


439852 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


439852 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


439852 Bacteria_16S 


strain DSM 5192 1 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

439852 Bacteria_16S 2169594 2169494 3 103 gi|219857622|ref|NR_025211.1 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 217030 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobact 
439852 Bacteria_16S 2186268 2186168 3 103 gi| 219857608 |ref|NR_025197.1 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnob 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

439852 Bacteria_16S 2190868 2190772 7 103 gi|219857605|ref|NR_025193.1 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphib 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

439852 Bacteria_16S 2227094 2226994 3 103 gi| 219857581 |ref|NR_025169.1 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

439852 Bacteria_16S 2254513 2254413 3 103 gi|219857563|ref|NR_025151.1 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporan 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incerta 
Sporanaerobacter. 

439852 Bacteria_16S 2300162 2300062 3 103 gi|219857530|ref|NR_025118.1 
strain 63287 16S ribosomal RNA, partial sequence 2299447 23008 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 
439852 Bacteria_16S 2316913 2316813 3 103 gi|219857518|ref|NR_025106.1 
brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 2316148 231753 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
439852 Bacteria_16S 2381955 2381859 7 103 gi|219857472|ref|NR_025060.1 


strain YKJ-10 16S 
Firmicutes; Bacil 


439852 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


peptidivorans str 
peptidivorans Bac 


n KB1l 16S ribosomal RNA, partial seque 
tes; 
439852 Bacteria_16S 

ain TMC4 16S ribosomal RNA, partial se 
teria; 


1688485 1688385 3 103 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1842393 1842293 3 103 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1843958 1843858 3 103 

S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; Isobacu 
1854479 1854379 3 103 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; 
1857431 1857331 3 


gi 


gi 


gi 


103 gi 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 

1903394 1903294 3 103 
bosomal RNA, partial sequence 

bacillales; Aerococcaceae; Facklamia. 
1915133 1915033 3 103 gi 
n CM1 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1960938 1960838 3 103 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 
2019036 2018936 3 103 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2020508 2020408 3 103 gi 
train MCS06 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


2032422 2032322 3 103 gi 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
2051071 2050979 11 103 gi 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2388002 2387946 53 109 gi 
Clostridia; Thermoanaerobacterale 
2435201 2435101 3 103 gi 


Firmicutes; Clostridia; Clostri 


439852 Bacteria_16S 


2448939 2448839 3 103 


1687712 16892 
1841624 18431 
1843183 18446 


lu 


ti: 
Lactobacillales; Aer 


6S ribosomal RNA, partial sequence 1856650 18581 
oc 


1902626 19040 


nc 
ni 
s. 
2018337 20 


YP 


ct 


en 
Al 


6S ribosomal RNA, partial sequence 2050314 20518 


2381197 23827 
nc 
S; 


qu 
di 


gi 


219878415 |ref 


219878307 |ref 


219878306|ref 
m. 

219878298 
al seque 
ococcace 
219878296 


ref 

nce 

ae; 
ref 


cus. 


219878261|ref 


219878252 
e 19143 
bacillus. 
219878221|ref 
19601 


ref 


219878183 
197 
homonada 
219878182 
sequence 
eria; Rh 


ref 


ceae 
ref 


odob 


219878174 
ce 20316 
icycloba 
219878158 


ref 


cill 
ref 


219857468 
e 23873 
Thermoa 
219857431 
ence 

ales; Cl 
219857420 


ref 


naer 
ref 


ostr 
ref 


69 Trichococcus 


61 1915860 Paeni 


67 1961603 Vagoc 


2019809 20212 


81 2033165 Alicy 


07 2388807 Thermo 


2434473 243595 


NR_025554.1 


NR_025446.1 


NR_025445.1 


NR_025400.1 


NR_025391.1 


NR_025360.1 
fe} 


NR_025322.1 
; Maricaulis 
NR_025321.1 
3 
acterales; H 
NR_025313.1 
c 
us. 
NR_025297.1 


NR_025056.1 


obacteraceae 
NR_025019.1 


idiaceae; Cl 


b 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Bacillus halodurans 
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439852 Bacteria_16S 2463974 2463874 3 103 gi| 219857407 |ref|NR_024995.1| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 2467147 2467047 3 103 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 2530481 2530381 3 103 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 2569514 2569414 3 103 gi|219857288|ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 2580183 2580083 3 103 gi|219857281|ref|NR_024912.1| Pseudomonas cedrina 
strain CFML 96-198 16S ribosomal RNA, partial sequence 2579420 2580935 Pseudomonas cedrina Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

439852 Bacteria_16S 2584888 2584788 3 103 gi|219857278|ref|NR_024909.1| Pseudomonas orientalis 
strain CFML 96-170 16S ribosomal RNA, partial sequence 2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

439852 Bacteria_16S 2698815 2698715 3 103 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 2716857 2716761 7 103 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
strain Y223G 16S ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

439852 Bacteria_16S 2722941 2722841 3 103 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

439852 Bacteria_16S 2757335 2757227 1 109 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

439852 Bacteria_16S 2789117 2789017 3 103 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

439852 Bacteria_16S 2846430 2846330 3 103 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

439852 Bacteria_16S 2869675 2869575 3 103 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 

439852 Bacteria_16S 2874422 2874322 3 103 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

439852 Bacteria_16S 2877579 2877479 3 103 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 
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439852 Bacteria_16S 3070276 3070176 3 103 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

439852 Bacteria_16S 3091333 3091237 7 103 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

439852 Bacteria_16S 3101796 3101700 7 103 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

439852 Bacteria_16S 3107798 3107698 3 103 gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum 
strain N2 16S ribosomal RNA, complete sequence 3107102 3108515 Rhodovulum robiginosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

439852 Bacteria_16S 3140816 3140716 3 103 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

439852 Bacteria_16S 3142375 3142275 3 103 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

439852 Bacteria_16S 3160749 3160649 3 103 gi|219846815|ref|NR_026407.1| Desulfuromonas 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
439852 Bacteria_16S 3177401 3177301 3 103 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

439852 Bacteria_16S 3248716 3248616 3 103 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3286397 3286297 3 103 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3362723 3362623 3 103 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

439852 Bacteria_16S 3411230 3411130 3 103 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

439852 Bacteria_16S 3483180 3483080 3 103 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3527223 35271277 103 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3536347 3536247 3 103 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 3542603 3542503 3 103 gi|219846548|ref|NR_026140.1] Bacillus clausii 
strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 3545713 3545613 3 103 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 3550312 3550212 3 103 gi| 219846543 |ref|NR_026135.1]| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3597515 3597415 3 103 gi|219846509|ref|NR_026101.1| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

439852 Bacteria_16S 3629152 3629053 3 103 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

439852 Bacteria_16S 3796354 3796258 7 103 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

439852 Bacteria_16S 3811548 3811448 3 103 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

439852 Bacteria_16S 3872219 3872119 3 103 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

439852 Bacteria_16S 3873806 3873706 3 103 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
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439852 Bacteria_16S 2274 2172 7 109 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
439852 Bacteria_16S 50669 50563 3 109 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
439852 Bacteria_16S 59838 59732 3 109 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 
439852 Bacteria_16S 71916 71814 7 109 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
439852 Bacteria_16S 97585 97479 3 109 gi| 265678998 |ref|NR_029306.1| Desulfocapsa 
thiozymogenes strain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 
439852 Bacteria_16S 106758 106656 1 103 gi|265678991|ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
439852 Bacteria_16S 125107 125001 3 109 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 
439852 Bacteria_16S 147755 147653 7 109 gi| 265678964 |ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 
439852 Bacteria_16S 178347 178241 3 109 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
439852 Bacteria_16S 269915 269813 7 109 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
439852 Bacteria_16S 283581 283491 19 109 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 
439852 Bacteria_16S 309484 309378 3 109 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
439852 Bacteria_16S 362489 362383 3 109 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
439852 Bacteria_16S 472815 472729 17 103 gi|265678736|ref|NR_029041.1| Weissella koreensis 
strain S-5623 16S ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
Firmicutes; Lactobacillales; Weissella. 
439852 Bacteria_16S 546219 546113 3 109 gi|265678688|ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
439852 Bacteria_16S 662889 662783 3 109 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 
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Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

439852 Bacteria_16S 877865 877763 7 109 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
439852 Bacteria_16S 890005 889904 7 109 gi|265678451|ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

439852 Bacteria_16S 906923 906817 3 109 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 
singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

439852 Bacteria_16S 925585 925479 3 109 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

439852 Bacteria_16S 987113 987007 3 109 gi| 265678386 |ref|NR_028688.1| Citrobacter murliniae 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 986336 987865 Citrobacter murliniae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
439852 Bacteria_16S 988693 988587 3 109 gi|265678385|ref|NR_028687.1| Citrobacter braakii 
strain 167 16S ribosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

439852 Bacteria_16S 1010094 1009988 3 109 gi|265678371|ref|NR_028673.1| Shewanella algae 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

439852 Bacteria_16S 1058900 1058794 3 109 gi|265678338|ref|NR_028640.1| Deferribacter 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 1058138 1059573 Deferribacter 
desulfuricans Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

439852 Bacteria_16S 1149411 1149305 3 109 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

439852 Bacteria_16S 1185656 1185550 3 109 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

439852 Bacteria_16S 1187167 1187061 3 109 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

439852 Bacteria_16S 1188678 1188572 3 109 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

439852 Bacteria_16S 1190189 1190083 3 109 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

439852 Bacteria_16S 1196288 1196226 44 106 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

439852 Bacteria_16S 1288234 1288148 17 103 gi|219846052|ref|NR_025642.1| Weissella soli strain 
Mi268 16S ribosomal RNA, partial sequence 1287447 1289004 Weissella soli Bacteria; Firmicutes; 
Lactobacillales; Weissella. 

439852 Bacteria_16S 1312300 1312194 3 109 gi|228721465|ref|NR_027606.1| Xanthomonas arboricola 
pv. juglandis strain LMG 747 16S ribosomal RNA, partial sequence 1311542 1313043 Xanthomonas arboricola 
pv. juglandis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

439852 Bacteria_16S 1398817 1398711 3 109 gi|228715357|ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
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glauca strain K62 


16S ribosomal RNA, partial sequence 


1416093 1417582 Saccharomonospora glauca 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 


439852 Bacteria_16S 
9187 strain TA 4r 
Proteob 
439852 Bacteria_16S 


Bacteria; 


strain JCM 9114 1 


1495974 1495868 3 109 gi 

16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1575781 1575679 7 109 gi 


da 


les; 


219846691 
14952 
Aer 
219856867 
6S ribosomal RNA, partial sequence 1575051 15765 


ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tolumonas. 

ref|NR_024686.1| Lentzea waywayandensis 
26 Lentzea waywayandensis Bacteria; 


Tolumonas auensis DSM 
nas auensis DSM 9187 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
439852 Bacteria_16S 1608107 1608001 3 109 gi|219878471|ref|NR_025610.1| Shewanella 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 1608812 Shewanella 
decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
439852 Bacteria_16S 2166513 21664117 109 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

439852 Bacteria_16S 2183220 2183118 7 109 gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

439852 Bacteria_16S 2239290 2239184 3 109 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

439852 Bacteria_16S 2240801 2240695 3 109 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

439852 Bacteria_16S 2242312 2242206 3 109 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

439852 Bacteria_16S 2243823 2243717 3 109 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

439852 Bacteria_16S 2268499 2268393 3 109 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
strain Pl 16S ribosomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 


Proteobacteria; 


Bacteria; 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


439852 Bacteria_16S 


peptonophila stra 


peptonophila Bacteria; 
439852 Bacteria_16S 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 


strain ATCC 33531 
Bacteria; Proteob 


439852 Bacteria_16S 


strain DSM 43194 


Deltaproteobacteria; Desulfobacterales; 
439852 Bacteria_16S 
buryatense strain 
Proteob 
439852 Bacteria_16S 


Aeromonas. 
439852 Bacteria_16S 


2277649 2277559 16 106 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2415581 2415475 3 109 gi 
HHQ 20 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Deltaproteobacteria; 


e 
oc 


2451998 2451900 7 105 gi 
in KCTC 9740 16S ribosomal RNA, partia 
Firmicutes; Bacillales; Thermoac 
2456538 2456432 3 109 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


1 
ti 


re 


2462506 2462400 3 109 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enterobact 
2611126 2611024 7 109 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


439852 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


439852 Bacteria_16S 


strain hl 16S rib 


2614252 2614146 3 109 
bosomal RNA, partial sequence 

eltaproteobacteria; Desulfovibrionales; 
2631150 2631050 3 103 gi 
osomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rho 


439852 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


439852 Bacteria_16S 


strain ATCC 12775 


2635613 2635507 3 109 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobact 


Desulfoba 
219857548 


219857418 


219857413 
ia; 
219857408 
219857258 
16S ribosomal RNA, partial sequence 2610373 26118 


219857256 
2613469 26150 


219857238 
2630432 26317 


219857234 


22768 
cales; 


nce 
Desulfo 
sequence 


nomyceta 


ial sequ 


7 Gammap 


24617 
eriales; 


nocardin 


Desulfov 


dobacter 


26348 
eriales; 


2855756 2855650 3 109 gi 
16S ribosomal RNA, partial sequence 


219856887 


Methy 
219857450 


cteraceae; Desul 
ref|NR_025136.1 
93 2278392 Methyl 
lococcaceae; 
ref|NR_025038.1 

2414827 241631 
vibrionales; Des 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonell 
ref|NR_025001.1 
ence 245578 
roteobacteria; 


ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024889.1 


eae; Pseudonocar 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_024866.1 


aceae; Methylarc 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 


fofaba. 
Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Desulfovibrio 

0 Desulfovibrio 
ulfovibrionaceae; 


Seinonella 
3 Seinonella 


a. 


Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Raoultella planticola 
ella planticola 

eae; Raoultella. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Methylarcula terricola 


92 Methylarcula terricola Bacteria; 


ula. 

Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Pseudomonas flectens 


ref|NR_024706.1 


2854985 2856506 Pseudomonas flectens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 


439852 Bacteria_16S 
strain ATCC 33616 
Bacteria; 
439852 Bacteria_16S 
strain DSM 3050 1 
Proteobacteria; 
439852 Bacteria_16S 


cyanogriseus strain IFO 14455 16S ribosomal RNA, partial 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; 
Actinoalloteichus. 


Pseudonocardiaceae; 
439852 Bacteria_16S 
strain JCM1235 16 
Proteobacteria; 
439852 Bacteria_16S 
strain JCM1237 16 
Proteobacteria; 
439852 Bacteria_16S 
strain JCM6051 16 
Proteobacteria; 
cloacae complex. 
439852 Bacteria_16S 


amylolytica strain DSM 2873 16S ribosomal RNA, partial 


amylolytica Bacteria; 
Succinimonas. 
439852 Bacteria_16S 


intestinalis strain KMS2 


intestinalis Bacteria; 
Desulfovibrio. 
439852 Bacteria_16S 
strain LMG 8678 1 
Proteobacteria; 
439852 Bacteria_ 
strain LMG 947 

Proteobacteria; 
439852 Bacteria 
strain LMG 673 
Proteobacteria; 
439852 Bacteria 
strain LMG 733 
Proteobacteria; 
439852 Bacteria_16S 
strain LMG 847 16 
Proteobacteria; 
439852 Bacteria_16S 
strain LMG 736 16 
Proteobacteria; 
439852 Bacteria_16S 
strain LMG 5743 1 
Proteobacteria; 
439852 Bacteria_16S 


16S 


16S 


16S 


vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


vietnamensis Bacteria; 
Desulfovibrio. 
439852 Bacteria_16S 
fulvum strain DSM 


Dactylosporangium. 
439852 Bacteria_16S 
strain DSM 43040 


439852 Bacteria_1 
strain DSM 43039 


6S 


439852 Bacteria_1 
inositola DSM 438 


6S 


Micromonospora. 
439852 Bacteria_1 
marinum DSM 5261 
Proteobacteria; 

439852 Bacteria_16S 


6S 


6S ribo 


Gammaproteobacteria; 


S ribos 


S ribos 


S ribos 


S ribos 


2857329 2857223 3 


2863471 2863365 3 


2938262 2938160 7 


2948970 2948864 3 


2950458 2950352 3 


2953457 2953351 3 


3058346 3058240 3 


Proteobacteria; 


3151438 3151332 3 


Proteobacteria; 


3183446 3183340 3 


3184998 3184892 3 


3186550 3186444 3 


3191206 3191100 3 


3192758 3192652 3 


3195860 3195754 3 


3289400 3289294 3 


3313797 3313691 3 


Proteobacteria; 


3329027 3328925 7 


3330555 3330453 7 


3332083 33319817 


3344159 3344057 7 


3388485 3388379 3 


3418612 3418506 3 


109 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


109 


6S ribosomal RNA, partial sequence 2862729 28642 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


109 


109 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


109 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


109 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


109 


Gammaproteobacteria; 


109 


16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


109 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


109 


omal RNA, partial sequence 


6 
Gammaproteobacteria; Xanthomonadales; 


109 


omal RNA, partial sequence 


6 
Gammaproteobacteria; Xanthomonadales; 


109 


omal RNA, partial sequence 


6 
Gammaproteobacteria; Xanthomonadales; 


109 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


109 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


109 


6S ribosomal RNA, partial sequence 3288642 32901 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


109 


109 


43917 16S ribosomal RNA, partial sequence 33282 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


109 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


109 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


109 


19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


109 


16S ribosomal RNA, partial sequence 3387742 33891 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


109 


219856886 
28565 


gi 
gi|219856882 


219856831 
sequence 


gi 


gi| 219856824 
2948221 29496 
Enterobac 
gi| 219856823 
2949709 29511 
Enterobac 
gi| 219856821 
2952708 29541 
Enterobac 


219846883 
sequence 
Aeromo 


gi 


gi| 219846821 


Desul 


gi|219846799 
Xanthomonad 
gi|219846798 
3184240 31857 
Xanthomonad 
gi|219846797 
3185792 31872 
Xanthomonad 
gi|219846794 
3190448 31919 
Xanthomonad 
gi|219846793 
3192000 31935 
Xanthomonad 
gi|219846791 
3195102 31966 


gi|219846728 


gi|219846711 
Desul 
gi|219846699 
Micr 


gi| 219846698 


gi|219846697 


219846688 
33434 


gi 


gi| 219846653 


ref 


ref 


ref 


Actinomycetales; 


ref 


teri 
ref 


teri 
ref 


teri 
ref 
nada 
ref 
3 
fovi 


ref 


acea 
ref 


acea 
ref 


acea 
ref 


acea 
ref 


acea 
ref 


acea 
ref 


acea 
ref 


fovi 


ref 


omon 


ref 


ref 


neae 
ref 


ref 


gi| 219846632 


frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 


57 2858059 Pseud 
Xanthomonadaceae; 


aceae; 


2937540 29390 


Pseudonocardineae; 


58 Enterobacter 


57 Enterobacter 


29 Enterobacter 


3057592 30590 
Succinivibrionaceae; 


150676 31521 


NR_024705.1 


NR_024701.1 


NR_024650.1 
0 


NR_024643.1 


aceae; 
NR_024642.1 


aceae; 
NR_024640.1 


aceae; 


NR_026475.1 
5 
les; 


NR_026413.1 
8 
brionales; 


NR_026391.1 


e; 
NR_026390.1 


e; 
NR_026389.1 


e; 
NR_026386.1 


e; 
NR_026385.1 


e; 
NR_026383.1 


e; Xanthomon 
NR_026320.1 


e; Xanthomon 
NR_026303.1 


3313036 331453 


brionales; D 


NR_026291.1 


90 3329764 Dactyl 


osporineae; 
NR_026290.1 


; Micromonos 
NR_026289.1 


; Micromonos 
NR_026280.1 


osporineae; 


NR_026245.1 


ref 


NR_026224.1 


Pseudomonas cissicola 


omonas cissicola 


Xanthomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 
Pseudomonas. 


Actinoalloteichus 
7 Actinoalloteichus 


Enterobacter aerogenes 


aerogenes Bacteria; 
Enterobacter. 


Enterobacter amnigenus 


amnigenus Bacteria; 
Enterobacter. 


Enterobacter asburiae 


asburiae Bacteria; 
Enterobacter; 


Enterobacter 
Succinimonas 


3 Succinimonas 


Desulfovibrio 
4 Desulfovibrio 


Desulfovibrionaceae; 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 


as. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 

Desulfovibrio 

8 Desulfovibrio 
esulfovibrionaceae; 


Dactylosporangium 
osporangium fulvum 


Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Micromonospora 


22 3344899 Micromonospora inositola 
Micromon 


Micromonosporaceae; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 
Rhabdochromatiu 


m. 
Gluconobacter 


3417892 3419367 Gluconobacter 


frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconobacter. 


439852 Bacteria_16S 


strain DSM 3503 1 


strain CIP 7430 
Proteobacteria; G 


439852 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


439852 Bacteria_16S 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


strain ATCC 15712 
Bacteria; Proteob 


439852 Bacteria_16S 
ribosomal RNA, partial sequence 


strain HK 204 16S 
Proteobacteria; G 


439852 Bacteria_16S 


wasabiae strain S 
Bacteria; Proteob 


439852 Bacteria_16S 
rain ATCC 43762 16S ribosomal RNA, par 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


439852 Bacteria_16S 


philippinensis st 
philippinensis Ba 
Micromonosporacea 


439852 Bacteria_16S 
6S ribosomal RNA, partial sequence 3726957 37283 


strain FD 25934 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


439852 Bacteria_16S 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


439852 Bacteria_16S 
strain CECT 4199 16S ribosomal RNA, p 
Proteobacteria; 


allosaccharophila 
allosaccharophila 
Aeromonas. 


439852 Bacteria_16S 


strain 848 16S ri 
Proteobacteria; G 


439852 Bacteria_16S 


strain F2R9 16S r 
Proteobacteria; G 


439852 Bacteria_16S 


strain Ifremer A3 
Proteobacteria; G 


439852 Bacteria_16S 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partia 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chloro 
439852 Bacteria_16S 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 


aurantiaca strain 
Bacteria; Proteob 


439852 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


Methylococcaceae; 


439852 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


439852 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


439852 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


3574583 3574477 3 


3612709 3612603 3 


3659737 3659631 3 
ain ICP1 16S ribosomal 
teria; Proteobacteria; 
3667411 3667305 3 


3668916 3668810 3 
3671930 3671824 3 
R91 16S ribosomal RNA, 
3673439 3673333 3 
cteria; Proteobacteria; 
3714138 3714036 7 

cteria; Actinobacteria; 


e; Actinoplanes. 
3727651 3727549 7 


3729105 3729003 7 


Actinomadura. 
3813103 3812997 3 


ae; 


Bacteria; 


4008832 4008726 3 


4235202 4235096 3 


41563 41462 3 


76373 76270 3 


192130 192029 3 
193640 193539 3 
in 1521 of Whittenbury 
Methylobacter. 

434548 434447 3 


ribosomal RNA, partial 


615985 615884 3 
bosomal RNA, 


693300 693195 1 


439852 Bacteria_16S 


977825 977760 44 


6S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
439852 Bacteria_16S 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 


ammaproteobacteria; Enterobacteriales; 


acteria; Gammaproteobacteria; Enteroba 


rain P-15 16S ribosomal RNA, partial s 


bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


ammaproteobacteria; Alteromonadales; 


complete sequence 
ammaproteobacteria; Vibrionales; Vibri 


ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 


109 gi|219846526 


Acetobacte 
109 gi|219846497 
36119 
omonadacea 
109 gi|219846465 
RNA, partial sequence 
Gammaproteobacteria; Alte 
109 gi|219846459 
36666 
cteriales; 
109 gi| 219846458 
3668184 36696 
Enterobac 
109 gi| 219846456 
partial sequence 36711 
cteriales; 
109 gi|219846455 
tial seque 
Gammaproteobacteria; Ent 
109 gi| 219846427 
equence 
Actinobacteridae; Actino 
109 gi|219846416 


Streptosporang 


109 219846415 
1 sequence 
idae; Acti 


gi 


109 219846354 
artial seq 


bacteria; 


gi 
Gammaproteo 
109 gi|219846217 
4008054 40095 
omonadacea 
gi|219846045 
4234473 42358 
Enterobac 
265679036 
40774 
onaceae; V 
265679013 
1 sequence 
biales; Ch 
265678935 
ence 19135 
occales; M 
104 gi| 265678934 

16S ribosomal RNA, partia 


109 


104 gi 


106 gi 


104 gi 


104 gi| 265678765 
sequence 433793 43528 
Shewanellac 

104 gi| 265678641 


615203 61674 
onaceae; V 
gi| 265678587 
692571 69404 
nctomyceta 
265678392 


106 


109 


myce 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026057.1| Shewanella 

3658961 3660465 Shewanella 
romonadales; Shewanellaceae; Shewanella. 
ref|NR_026050.1| Brenneria salicis 
79 3668133 Brenneria salicis ATCC 15712 
Enterobacteriaceae; Brenneria. 
ref|NR_026049.1| Erwinia persicina 
39 Erwinia persicina Bacteria; 
teriaceae; Erwinia. 
ref|NR_026047.1| Pectobacterium 
96 3672653 Pectobacterium wasabiae 
Enterobacteriaceae; Pectobacterium. 
ref|NR_026046.1| Pectobacterium 
nce 3672704 3674161 Pectobacterium 
erobacteriales; Enterobacteriaceae; 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Aeromonas bestiarum 
nas bestiarum Bacteria; 


ref|NR_026018.1 
3713443 371485 
tales; Micro: 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Actinomadura macra 
macra Bacteria; 


ref |NR_026007.1 
59 Actinomadura 


ineae; Thermomonosporaceae; 
ref|NR_026006.1| Actinomadura 

3728410 3729818 Actinomadura 
nomycetales; Streptosporangineae; 
ref|NR_025945.1] Aeromonas 
uence 3812327 3813828 Aeromonas 
Aeromonadales; Aeromonadaceae; 
ref|NR_025807.1| Aeromonas molluscorum 
59 Aeromonas molluscorum Bacteria; 
e; Aeromonas. 
ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 
teriaceae; Klebsiella. 
ref |NR_029344.1| Vibrio pectenicida 

42243 Vibrio pectenicida Bacteria; 
ibrio. 
ref|NR_029321.1] Chlorobaculum 

75652 77039 Chlorobaculum 
lorobiaceae; Chlorobaculum. 
ref|NR_029243.1] Methylomonas 
7 192822 Methylomonas aurantiaca 
ethylococcaceae; Methylomonas. 
ref|NR_029242.1] Methylobacter 


192873 194334 
Methylococcales; 


1 sequence 


, 


ref|NR_029070.1| Shewanella gaetbuli 
9 Shewanella gaetbuli Bacteria; 

eae; Shewanella. 

ref|NR_028946.1| Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


gi 


geysericola strain GC-42 16S ribosomal RNA, partial sequence 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpetosiphon. 


ibrio. 

ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 
ceae; Isosphaera. 

ref|NR_028694.1| Herpetosiphon 


977181 978580 Herpetosiphon 


439852 Bacteria_16S 


chilensis strain 
Bacteria; 


Proteob 
439852 Bacteria_16S 
aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 
439852 Bacteria_16S 
strain A431 16S r 


999554 999461 16 109 gi|265678378|ref|NR_028680.1| Thiomicrospira 
Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
1109998 1109901 7 104 gi| 265678302 |ref|NR_028604.1| Collinsella 
n JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
ria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
; Collinsella. 
1258140 1258039 3 104 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
ibosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

439852 Bacteria_16S 1529010 1528953 52 109 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

439852 Bacteria_16S 1658091 1657990 3 104 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 


Gammaproteobacter 
439852 Bacteria_16S 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
439852 Bacteria_16S 
R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1699362 1699261 3 104 gi 


1791904 1791803 3 104 gi 


219878408 


219878341 
1791138 1792572 Vibri 


ref 
O° po 


NR_025547.1 
meroyi Bacte 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


ref 
o ch 


Vibrio chagasii strain 
ria; Proteobacteria; 


NR_025480.1 
agasii Bacte 


439852 Bacteria_16S 1793378 1793277 3 104 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

439852 Bacteria_16S 2527414 2527321 16 109 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

439852 Bacteria_16S 2892764 2892663 3 104 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 


strain S-1 16S ri 
G 
439852 Bacteria_16S 
CECT 4600 16S rib 
G 
439852 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


80 16S ribosomal 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
439852 Bacteria_16S 
strain JB13 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 
439852 Bacteria_16S 3633725 3633624 3 104 gi| 219846483 
succiniciproducens strain S411 16S ribosomal RNA, partial sequenc 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; 
Anaerobiospirillum. 

439852 Bacteria_16S 3662793 3662697 7 103 gi| 219846463 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequenc 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alt 
439852 Bacteria_16S 3693167 3693066 3 104 gi|219846442 


hansonii strain AM6 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


439852 Bacteria_16S 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


439852 Bacteria_16S 


HDS1-1 16S riboso 
Gammaproteobacter 


439852 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


439852 Bacteria_16S 


strain G3-29 16S 


Proteobacteria; G 


439852 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


439852 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


bosomal RNA, partial sequence 


2892009 28935 


02 Vibrio rumoiensis Bacteria; 


ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3227433 3227332 3 104 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
osomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3564090 3563989 3 104 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 


3586770 3586669 3 104 gi 


acteria; Gammaproteobacteria; Methyloc 
3733434 3733377 52 109 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

4046769 4046668 3 
RNA, partial sequence 
Vibrionales; Vibrionaceae; Vibrio. 

4103994 4103893 3 104 gi 
RNA, partial sequence 
Vibrionales; Vibrionaceae; Vibrio. 

4186757 4186656 3 104 gi 
ribosomal RNA, partial sequence 


oc 


eq 


, 


104 gi 
mal 


ia; 


mal 
ia; 


439852 Bacteria_16S 


219846518 
3585997 35874 


219846412 


219846189 
4045996 4047515 Vibri 


219846150 
4103238 4104753 Vibri 


219846085 
4186000 41874 


ammaproteobacteria; Vibrionales; Vibrionaceae; V 
17272 17172 3 103 gi| 265679052 
ibosomal RNA, partial sequence 16478 18031 
bacillales; Lactobacillaceae; Lactobacillus. 
100631 100531 3 103 gi| 265678996 
ibosomal RNA, complete sequence 99832 10139 
lales; Bacillaceae; Halobacillus. 
141833 141745 7 95 gi| 265678968 


36924 
cales; M 


uence 
Actinomy 


ref|NR_026110.1| Methylomonas fodinarum 
56 Methylomonas fodinarum Bacteria; 
aceae; Methylomonas. 

ref|NR_026075.1| Anaerobiospirillum 

e 3633011 3634478 Anaerobiospirillum 
Aeromonadales; Succinivibrionaceae; 


ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref |NR_026033.1 
15 3693865 Methyl 
ethylococcaceae; 
ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


Colwellia 

6 Colwellia 
lwelliaceae; Colwellia. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Actinomadura 

0 Actinomadura 
sporangineae; 


Vibrio ezurae strain 
a; Proteobacteria; 


ref 
oO ez 


NR_025779.1 
urae Bacteri 


ref 
oO ga 


NR_025740.1 
llicus Bacte 


Vibrio gallicus strain 
ria; Proteobacteria; 


ref|NR_025675.1| Vibrio superstes 
86 Vibrio superstes Bacteria; 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 


ibrio. 

ref|NR_029360.1| Lactobacillus perolens 
Lactobacillus perolens Bacteria; 

ref|NR_029304.1| Halobacillus litoralis 

0 Halobacillus litoralis Bacteria; 

ref|NR_029276.1| Desulfuromusa 


141109 142543 Desulfuromusa 


succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 


439852 Bacteria_16S 143317 143229 7 95 gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

439852 Bacteria_16S 164676 164576 3 103 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

439852 Bacteria_16S 187548 187448 3 103 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
439852 Bacteria_16S 198127 198031 7 103 gi| 265678931 |ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 233445 233345 3 103 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 


sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 


439852 Bacteria_16S 250538 250438 3 103 gi| 265678895 |ref|NR_029203.1| Amaricoccus veronensis 
strain Benl02 16S ribosomal RNA, partial sequence 249819 251249 Amaricoccus veronensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

439852 Bacteria_16S 252020 251920 3 103 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

439852 Bacteria_16S 253495 253395 3 103 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 


kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 
439852 Bacteria_16S 280527 280435 3 95 gi|265678873|ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 
439852 Bacteria_16S 350627 350527 3 103 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 
439852 Bacteria_16S 357888 357788 3 103 gi|265678816|ref|NR_029121.1]| Loktanella 
hongkongensis strain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
hongkongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 


439852 Bacteria_16S 456167 456067 3 103 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

439852 Bacteria_16S 477281 477181 3 103 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

439852 Bacteria_16S 497374 497274 3 103 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

439852 Bacteria_16S 502075 501979 7 103 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 517184 517084 3 103 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
439852 Bacteria_16S 518750 518650 3 103 gi|265678706|ref|NR_029011.1| Photorhabdus 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Photorhabdus. 
439852 Bacteria_16S 572173 572073 3 103 gi|265678671|ref|NR_028976.1| Jannaschia 
helgolandensis strain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Jannaschia. 
439852 Bacteria_16S 578141 578041 3 103 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 


439852 Bacteria_16S 590091 589991 3 103 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 651027 650927 3 103 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 


urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 


439852 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


439852 Bacteria_16S 


strain SCII24 16S 


grignonense strai 
grignonense Bacte 


439852 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


439852 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


439852 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


439852 Bacteria_16S 


silvestris strain 
silvestris Bacter 


439852 Bacteria_16S 


histaminiformans 
histaminiformans 


439852 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


439852 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


439852 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


652416 652320 7 103 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
678225 678125 3 103 gi 
ribosomal RNA, partial sequence 


gi 


679670 679570 3 103 gi 


721856 721756 3 103 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
723442 723342 3 103 gi 
laumondii strain TTO1 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 


725025 724925 3 103 gi 
akhurstii strain FRGO4 16S ribosomal 


’ 


Photorhabdus. 
103 


Enterobacteriaceae; 
731074 730974 3 gi 
Firmicutes; Bacillales; 

735594 735494 3 103 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 
762039 761943 7 103 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
775972 775872 3 103 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
780584 780484 3 103 gi 
ribosomal RNA, partial sequence 


ia; 


814339 814239 1 101 gi 


cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


439852 Bacteria_16S 


strain AMX51 16S 
Proteobacteria; A 


439852 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


439852 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


acteria; Gammaproteobacteria; Thiotric 
843190 843090 3 103 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
847845 847745 3 103 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
956464 956364 3 103 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


439852 Bacteria_16S 


strain FC 097-2 1 


strain B1333 16S 
Firmicutes; Lacto 


439852 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


439852 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


439852 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


439852 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 


439852 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


439852 Bacteria_16S 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 
13280 Bacteria; Actinobacteria; 


Collinsella. 


985537 985437 3 
6S ribosomal RNA, 


103 gi 


996487 996387 3 103 

ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1034519 1034423 7 103 gi 
4 16S ribosomal RNA, partial sequence 

tes; Bacillales; Paenibacillaceae; Ane 
1055821 1055725 7 103 gi 


gi 


n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1065014 1064914 3 103 gi 


in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1117634 1117534 3 103 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
1159923 1159823 3 103 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; 


651676 65311 


677507 67890 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
439852 Bacteria_16S 
n OgA9a 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacter 


721087 72261 


HR3-23 16S ribosomal RNA, partial sequence 
Planococca 


775183 77669 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
439852 Bacteria_16S 


complete sequence 984769 98628 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 
439852 Bacteria_16S 
995703 99724 


1116890 11182 


Clostridiales; 


265678615 


Clostridiu 
265678597 


llaceae; O 
265678596 


ia; Rhizob 
265678567 


Enterobac 
265678566 
RNA, parti 


265678565 
RNA, part 


265678561 


ceae; Soli 
265678558 
sequence 
tridiales; 
265678538 
quence 
illaceae; 
265678529 


occus. 
265678525 


265678380 


catella. 
265678355 
10337 
urinibacil 
265678340 
uence 
ae; Parali 
265678334 
sequence 
ria; Ocean 
265678297 


occus. 

228721485 
11591 

7 Peptococ 


1203898 1203800 7 107 gi 


Coriobacteridae; 


ref 
ial 
akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


ref 


baci 
ref 


ref 


Paen 
ref 
4 Streptococcus 


ref 
7 Acholeplasma 


5 Acholeplasma 


ref 
0 Granulicatella elegans Bacteria; 


ref 
71 1035187 Aneur 
lus 
ref 


obac 
ref 


ospi 
ref 
82 Streptococcus 


ref 
66 1160688 Desul 
cace 


228715356 


ref 
1203162 1204620 Collinsella intestinalis DSM 
Coriobacteriales; 


NR_028869.1 
sequence 


NR_028865.1 
730321 731827 
llus. 
NR_028862.1 

734793 736329 
Veillonellaceae 
NR_028842.1 
761257 762788 
ibacillus. 
NR_028833.1 


NR_028829.1 


eplasma. 


eplasma. 
NR_028682.1 


NR_028657.1 
i 
group; Aneur 
NR_028642.1 
1055053 105655 
illus. 
NR_028636.1 
1064282 106570 
rillales; Ma 
NR_028598.1 


NR_027608.1 
£ 
ae; Desulfot 


ref|NR_028920.1| Clostridium uliginosum 
2 Clostridium uliginosum Bacteria; 
m. 
ref|NR_028902.1| Ochrobactrum tritici 
4 Ochrobactrum tritici Bacteria; 
chrobactrum. 
ref|NR_028901.1] Ochrobactrum 

678955 680426 Ochrobactrum 
iales; Brucellaceae; Ochrobactrum. 
ref|NR_028871.1| Photorhabdus temperata 
2 Photorhabdus temperata Bacteria; 
teriaceae; Photorhabdus. 
ref|NR_028870.1] Photorhabdus 
al sequence 722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
724253 725774 


Solibacillus 
Solibacillus 


Allisonella 
Allisonella 
Allisonella. 
Paenibacillus 
Paenibacillus 


Streptococcus sinensis 
sinensis Bacteria; 


Acholeplasma axanthum 


axanthum Bacteria; 


265678503|ref|NR_028806.1| Thioalkalimicrobium 
e 813559 815058 Thioalkalimicrobium cyclicum 
hales; Piscirickettsiaceae; Thioalkalimicrobium. 
265678484 |ref|NR_028787.1| Bosea minatitlanensis 
842468 843949 Bosea minatitlanensis Bacteria; 
rhizobiaceae; Bosea. 
265678481|ref|NR_028784.1| Paracoccus 
nce 847132 848491 Paracoccus kondratievae 
terales; Rhodobacteraceae; Paracoccus. 
265678408|ref|NR_028710.1| Pseudaminobacter 
sequence 955748 957207 Pseudaminobacter 
acteria; Rhizobiales; Phyllobacteriaceae; 
265678387|ref|NR_028689.1| Acholeplasma vituli 


vituli Bacteria; 


Granulicatella elegans 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Paraliobacillus 
2 Paraliobacillus 


Marinomonas 

0 Marinomonas 

rinomonas. 
Streptococcus pyogenes 

pyogenes Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 


NR_027528.1 


Coriobacterine 


Collinsella 


ae; Coriobacteriaceae; 


439852 Bacteria_16S 
DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 
439852 Bacteria_16S 
chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 
439852 Bacteria_16S 
psychrophilus str 
psychrophilus Bac 
439852 Bacteria_16S 
dysgalactiae subs 


1205405 1205307 7 


osomal RNA, partial sequence 


107 gi 


12 


228715355 
04671 12061 


ref|NR_027527.1 
28 Collinsella 


Collinsella stercoris 


stercoris DSM 13279 


acteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
1268745 1268645 3 103 gi|219846421|ref|NR_026012.1| Desulfuromonas 

rain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 

cteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
1285098 1284998 3 103 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 

ain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 

teria; Firmicutes; Bacillales; Jeotgalicoccus. 
1323167 1323067 3 103 gi|228715345|ref|NR_027517.1| Streptococcus 

p- dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 
439852 Bacteria_16S 
subsp. carnosus s 
sakei subsp. carn 
439852 Bacteria_16S 
strain HTCC2516 1 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
439852 Bacteria_16S 1407731 1407631 3 103 gi| 219846657 |ref|NR_026249.1 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 140703 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingobium. 

439852 Bacteria_16S 1409281 1409182 3 103 gi|224581401|ref|NR_024719.1 
strain TN-272 16S ribosomal RNA, partial sequence 1408524 14099 


Firmicutes; Clost 
439852 Bacteria_16S 
strain SK-1T 16S 


ridia; 


Streptococcus. 


Clostridiales; 
1459521 1459421 3 


ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 1369567 13709 


Clostridiaceae; 


103 gi 


1458766 14602 


224581413 


ref |NR_027194.1 


1327780 1327680 3 103 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
train CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
osus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1370283 1370183 3 103 gi|228718299|ref|NR_027572.1| Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 
Clostridium. 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

439852 Bacteria_16S 1462626 1462526 3 103 gi|224581411|ref|NR_027192.1| Marinobacter 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marinobacter bryozoorum 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

439852 Bacteria_16S 1492988 1492888 3 103 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

439852 Bacteria_16S 1569715 1569615 3 103 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 


Bacteria; Proteob 
439852 Bacteria_16S 
americanum strain 
americanum Bacter 


1580321 1580221 3 


acteria; Alphaproteobacteria; Rhizobia 


103 gi 


CFNEI 156 16S ribosomal RNA, partial 


les; Phyll 
219878491 
sequence 

Rhizobi 


obacteriaceae; D 
ref|NR_025251.1 
1579624 158106 


Sinorhizobium/Ens 


ia; Proteobacteria; Alphaproteobacteria; 


ales; Rhizobiace 


efluvibacter. 
Sinorhizobium 
0 Sinorhizobium 
ae; 


ifer group; 


Sinorhizobium. 


439852 Bacteria_16S 
subsp. 
equi subsp. 
439852 Bacteria_16S 


antarcticus strain EL-88 16S ribosomal RNA, partial seque 
antarcticus Bacteria; Proteobacteria; Alphaproteobacter 


Roseisalinus. 
439852 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 
Loktanella. 
439852 Bacteria_16S 
galactosidilyticu 
galactosidilyticu 
439852 Bacteria_16S 
gallinifaecis str 
gallinifaecis Bac 
439852 Bacteria_16S 
strain 4-1 16S ri 
Firmicutes; Bacil 
439852 Bacteria_16S 
karajensis strain 
Bacteria; Firmicutes; 
439852 Bacteria_16S 
strain R-8904 16S 


439852 Bacteria_16S 


saalensis strain ZF2 16S ribosomal RNA, partial sequence 


s Bacteria; 


1609574 1609474 3 


Firmicutes; 
1611013 1610913 3 


1612493 1612393 3 


1651946 1651850 7 


Firmicutes; 
1656542 1656442 3 


1685508 1685408 3 


bosomal RNA, partial sequence 
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439852 Bacteria_16S 1824089 1823989 3 103 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

439852 Bacteria_16S 1845445 1845345 3 103 gi|219878305|ref|NR_025444.1| Maricaulis virginensis 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 1846167 Maricaulis virginensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

439852 Bacteria_16S 1912089 1911989 3 103 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

439852 Bacteria_16S 1941059 1940963 7 103 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 1972839 1972739 3 103 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 2013144 2013044 3 103 gi| 219878187 |ref|NR_025326.1| Hyphomonas 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
439852 Bacteria_16S 2014604 2014504 3 103 gi| 219878186 |ref|NR_025325.1| Hyphomonas polymorpha 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

439852 Bacteria_16S 2017564 2017464 3 103 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

439852 Bacteria_16S 2098350 2098250 3 103 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

439852 Bacteria_16S 2116649 2116549 3 103 gi| 219857657 |ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

439852 Bacteria_16S 2119713 2119613 3 103 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
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439852 Bacteria_16S 2137822 2137722 3 103 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

439852 Bacteria_16S 2152883 2152783 3 103 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

439852 Bacteria_16S 2192365 2192269 7 103 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

439852 Bacteria_16S 2222467 2222367 3 103 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

439852 Bacteria_16S 2259127 2259027 3 103 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

439852 Bacteria_16S 2285288 2285192 7 103 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 2298720 2298620 3 103 gi|219857531|ref|NR_025119.1| Idiomarina loihiensis 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 2299396 Idiomarina loihiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

439852 Bacteria_16S 2339453 2339348 3 109 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

439852 Bacteria_16S 2397113 2397013 3 103 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

439852 Bacteria_16S 2426348 2426248 3 103 gi| 219857441 |ref|NR_025029.1| Viridibacillus neidei 
strain BD-87 16S ribosomal RNA, partial sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
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Hyphomonas. 


Mesorhizobium amorphae 
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439852 Bacteria_16S 3088347 3088251 7 103 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 

439852 Bacteria_16S 3089901 3089801 3 103 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

439852 Bacteria_16S 3106321 3106221 3 103 gi|219846851|ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

439852 Bacteria_16S 3109262 3109162 3 103 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 
strain N1 16S ribosomal RNA, complete sequence 3108566 3109980 Rhodovulum iodosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

439852 Bacteria_16S 3131797 3131697 3 103 gi|219846834|ref|NR_026426.1| Mesorhizobium 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3131100 3132536 Mesorhizobium 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

439852 Bacteria_16S 3134787 3134687 3 103 gi|219846832|ref|NR_026424.1| Paracoccus alkenifer 
strain A901/1 16S ribosomal RNA, partial sequence 3134094 3135501 Paracoccus alkenifer Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

439852 Bacteria_16S 3188102 3187996 3 109 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

439852 Bacteria_16S 3189654 3189548 3 109 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

439852 Bacteria_16S 3239658 3239558 3 103 gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

439852 Bacteria_16S 3265157 3265061 7 103 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3309309 3309209 3 103 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

439852 Bacteria_16S 3361156 3361056 3 103 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

439852 Bacteria_16S 3489411 3489323 7 95 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

439852 Bacteria_16S 3521151 3521059 3 95 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

439852 Bacteria_16S 3525655 3525559 7 103 gi|219846559|ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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439852 Bacteria_16S 


strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
Ruminococcaceae; 


Clostridia; 
439852 Bacteria_16S 
pelophila strain 
Bacteria; 
439852 Bacteria_16S 


metallireducens strain GS-15 16S ribosomal RNA, partial sequence 
metallireducens Bacteria; 


Geobacter. 
439852 Bacteria_16S 


strain B9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


439852 Bacteria_16S 


strain Gl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
439852 Bacteria_16S 


adiacens strain GIFU 12706 16S ribosomal RNA, 
Firmicutes; 


adiacens Bacteria; 
439852 Bacteria_16S 
strain DM-82 16S 


439852 Bacteria_16S 


sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 


Bacteria; 
439852 Bacteria_16S 
strain MB-G2 16S 


439852 Bacteria_16S 


IAM 12464 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 
439852 Bacteria_16S 


strain CL-SP19 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; I 


Proteobacteria; 
439852 Bacteria_16S 
strain R-6540 16S 
Firmicutes; 
439852 Bacteria_16S 
maritimus strain 
Bacteria; 
439852 Bacteria_16S 


Clostridiales; 


Bacillales; 


3834348 3834248 3 


3838876 3838776 1 


3886213 3886121 3 
Proteobacteria; 


3898590 3898490 3 


3913663 3913563 3 


3932156 3932056 3 


3937889 3937789 3 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


3954098 3953998 3 


3955537 3955437 3 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


3960056 3959956 3 


Bacillus. 
3983489 3983389 3 


4042198 40421027 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
4057178 4057078 3 


4134418 4134318 3 


Lactobacillales; 


4B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


103 gi 


103 gi 


39 


Gammaproteobacteria; Enterobacteriales; 


103 gi 
complete 


103 gi 


103 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


103 gi 


103 gi 
103 gi 
103 gi 


103 gi 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


103 gi 


haeundaensis strain BC74171 16S ribosomal RNA, partial 


haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
439852 Bacteria_16S 


amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 
Lactobacillales; 


amylolyticus Bacteria; 
439852 Bacteria_16S 


29542 29455 16 


Firmicutes; 


74998 74895 3 


103 gi 
Lac 


106 gi 


phaeovibrioides strain 2631 16S ribosomal RNA, partial 


phaeovibrioides Bacteria; 


Chlorobium. 
439852 Bacteria_16S 


strain A30 16S ribosomal RNA, partial sequence 


Proteobacteria; 
439852 Bacteria_16S 
strain S-182 16S 


Chlorobi; 


196661 196558 3 


340204 340117 16 


ribosomal RNA, partial sequence 


Chlorobia; 


106 gi 


103 gi 


3897893 38992 


3937190 39385 


3954838 39562 


Chlorobiales; 


195893 19735 
Gammaproteobacteria; Methylococcales; Methylococc 


339450 34088 


Firmicutes; Lacto 


439852 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


bacillales; Lactobacillaceae; Pediococ 
475893 475806 16 103 gi 


439852 Bacteria_16S 


strain SB2B 16S r 
Proteobacteria; G 


439852 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


439852 Bacteria_16S 


GCL 1731 16S ribosomal RNA, partial s 
ia; Firmicutes; Lactobacillales; Lacto 
1011644 1011538 3 109 gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
1046807 1046720 16 103 


Ss 
gi 


ain BLx 16S ribosomal RNA, partial sequence 


teria; Firmicutes; Bacillales; Bacilla 
1385390 1385289 3 104 gi 


1010904 10123 


219846296 


219846285 
12908 39143 
Enterobac 
219846272 
sequence 


Carnobacteriaceae; Granulicatella. 


219846267 


Chlo 


265678932 


265678831 


cus. 
265678734 
equence 
bacillacea 
265678370 


hewanellac 
265678347 


ceae; Cera 
228716834 


103 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
Bacteria; Firmicutes; 
Ruminococcus. 
101 gi|219846336|ref|NR_025926.1| Thiomicrospira 
3838114 3839581 Thiomicrospira pelophila 
Piscirickettsiaceae; Thiomicrospira. 
95 gi|219846305|ref|NR_025895.1| Geobacter 
3885428 3886973 Geobacter 
Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 


ref|NR_025886.1| Ahrensia kielensis 
99 Ahrensia kielensis Bacteria; 
Ahrensia. 
ref|NR_025875.1| Xenorhabdus poinarii 
83 Xenorhabdus poinarii Bacteria; 
teriaceae; Xenorhabdus. 
ref|NR_025862.1| Granulicatella 
3931373 3932778 Granulicatella 


ref|NR_025857.1| Paracoccus aminovorans 
74 Paracoccus aminovorans Bacteria; 
Paracoccus. 


219846256|ref|NR_025846.1| Rhodovulum 
99 3954787 Rhodovulum sulfidophilum 
Rhodobacteraceae; Rhodovulum. 
219846255|ref|NR_025845.1| Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


Rhodovulum. 
219846252|ref|NR_025842.1| Bacillus firmus strain 
3959295 3960777 Bacillus firmus Bacteria; Firmicutes; 
219846236|ref|NR_025826.1| Idiomarina seosinensis 
3982735 3984197 Idiomarina seosinensis Bacteria; 
diomarinaceae; Idiomarina. 
219846195|ref|NR_025785.1| Bacillus farraginis 
4041510 4042925 Bacillus farraginis Bacteria; 
219846182|ref|NR_025772.1| Microbulbifer 
4056429 4057918 Microbulbifer maritimus 
Alteromonadaceae; Microbulbifer. 
219846124|ref|NR_025714.1| Paracoccus 
sequence 4133716 4135123 Paracoccus 
Rhodobacterales; Rhodobacteraceae; 
265679044|ref|NR_029352.1| Lactobacillus 
28769 30312 Lactobacillus 
tobacillaceae; Lactobacillus. 
265679014|ref|NR_029322.1| Chlorobium 
sequence 74295 75601 Chlorobium 


robiaceae; Chlorobium/Pelodictyon group; 
ref|NR_029240.1| Methylomicrobium agile 
4 Methylomicrobium agile Bacteria; 
aceae; Methylomicrobium. 


eae; 
ref 


siba 
ref 


denitrificans strain 0S217 16S ribosomal RNA, partial sequence 


denitrificans OS217 Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


cillus. 


NR_027556.1 


2 


ref|NR_029136.1| Pediococcus parvulus 
5 Pediococcus parvulus Bacteria; 
ref |NR_029039.1| Lactobacillus 
475117 476512 Lactobacillus 
e; Lactobacillus. 
ref|NR_028672.1| Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 
Shewanella. 
NR_028649.1 
1046039 10475 


Cerasibacillus 
2 Cerasibacillus 


Shewanella 


1384632 1386131 Shewanella 


Shewanellaceae; 


439852 Bacteria_16S 
paracasei subsp. 
paracasei subsp. 
439852 Bacteria_16S 
inopinata strain 
Bacteria; 
439852 Bacteria_16S 
strain DSM 20285 
Firmicutes; 
439852 Bacteria_16S 


strain DSM 176 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


439852 Bacteria_16S 
pantheris strain 
pantheris Bacteria; 
439852 Bacteria_16S 


kellyi strain BII-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
439852 Bacteria_16S 


manihotivorans strain OND 32 16S ribosomal RNA, 
manihotivorans Bacteria; 


439852 Bacteria_16S 


juripiscarius strain IS40-3 16S ribosomal RNA, partial 
juripiscarius Bacteria; 


439852 Bacteria_16S 


strain GTC 854 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
439852 Bacteria_16S 


Lactobacillales; 


1509452 1509365 16 


paracasei strain R094 16S ribosomal RNA, 
paracasei Bacteria; Firmicutes; Lactobacillales; 
219878455 
143-02 16S ribosomal RNA, partial sequence 16314 
Firmicutes; Erysipelotrichi; Erysipelotrichales; 


1632189 1632090 4 


1918273 1918186 16 


2024932 2024873 50 


2196868 2196781 16 


LMG 21017 16S ribosomal RNA, 
Firmicutes; 


2424815 2424712 3 


2673393 2673306 16 


Firmicutes; 
2679466 2679379 16 


Firmicutes; 
2769273 2769186 16 


Bacillaceae; 
2945909 2945822 16 


103 gi 


103 gi 


103 gi 


Pediococcus. 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacteria; 
439852 Bacteria_16S 


strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 29906 


Firmicutes; 
2989896 2989841 51 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionella 


439852 Bacteria_16S 
hydroxybenzoicum 
hydroxybenzoicum 
439852 Bacteria_16S 


Bacteria; 


3110753 3110647 3 


Firmicutes; 
3445131 34450241 


109 gi 
Clostridial 


108 gi 


ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 34 


Bacteria; Firmicutes; 
439852 Bacteria_16S 

restrictus strain 
restrictus Bacteria; 
439852 Bacteria_16S 


R-7190 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 
439852 Bacteria_16S 
strain GB8-1 16S 
Firmicutes; 
439852 Bacteria_16S 


sabaudiense strain Ar-13 


sabaudiense Bacteria; 
439852 Bacteria_16S 
strain HYOS-1 16S 


439852 Bacteria_16S 


strain 23-6 16S ribosoma 
Tenericutes; Mollicutes; 


439852 Bacteria_16S 


alleghenense strain PLHS 
alleghenense Bacteria; T 


439852 Bacteria_16S 


nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; 
439852 Bacteria_16S 735 633 7 109 gi| 265679063 
cyanea strain NA134 16S ribosomal RNA, partial sequence L 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Saccharomonospora. 

439852 Bacteria_16S 73480 73378 7 109 gi| 265679015 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actin 
Pseudonocardiaceae; Pseudonocardia. 

439852 Bacteria_16S 77845 77755 19 109 gi| 265679012 


riboso 
Tenericutes; Mollicutes; 


Clostridia; 
3665898 3665819 24 


PER-K23 16S ribosomal RNA, 
Firmicutes; 


4040731 4040644 16 


Bacillus. 
4086121 4086014 3 


ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
4140639 4140540 4 


4142204 4142105 4 


4151587 4151488 4 


4160843 4160744 4 


4172999 4172912 16 


Clostridia; 


Syntrophomonadaceae; 


mal RNA, partial sequence 
Entomoplasmatales; 


1 RNA, partial sequence 
Entomoplasmatales; 


Clostridiales; Veillonellace 


103 gi 
partial sequence 
Clostridiales; Pe 
103 gi 
4039998 4041459 Ba 
109 gi 
4085324 40 
Sy 
103 gi 
Entomoplasmatal 
103 gi 
4141437 41 


Spiroplasmataceae; Sp 
103 gi| 219846113 
4150819 41521 


Spiroplasmataceae; 


219846290 
partial 


219846613 


219846461 


219846162 


219846120 
43 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 
219846119 


es; 


443 


ae; 


Gil 


868 
ntr 


es; 


429 


Sp 


103 gi 


Entomoplasmata 
gi 


103 


joergensenii strain B331 16S ribosomal RNA, partial sequence 


219846107 
-1 16S ribosomal RNA, partial sequence 
enericutes; Mollicutes; 
219846098 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 


les 


ref 
Lac 


ref 


ref 


ref 


Pep 
ref 


Suc 
ref 
ref 


lus 


ref 


ref 


Spi 
ref 


irop 
ref 


irop 
ref 


rs 


ref 


ref 


dono 


ref 


omyc 


20 1632923 Erysi 
Erysipelotrichaceae; Erysipelothrix. 
219878249 
16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; 


3110031 311146 


3665143 366662 
ptococc 
219846196 


4139871 414138 


160075 416159 
; Spiroplasmatac 


4172278 417374 
Eubacteriaceae; 


1489 
cardineae; P 


72731 
etales; 


NR_025880.1 


NR_025594.1 


NR_025388.1 


egionella. 
NR_026440.1 


tococcaceae; 
NR_026205.1 
NR_026053.1 
aceae; Dehal 


NR_025786.1 
fordii Bacte 


NR_025752.1 


NR_025710.1 


roplasmatace 
NR_025709.1 


lasma. 
NR_025703.1 


lasma. 
NR_025697.1 


NR_025688.1 


NR_029371.1 
Saccha 


NR_029323.1 
74244 
Pseu 


ref 


77090 


Lactobacillus 


sequence 1508684 1510205 Lactobacillus 
tobacillaceae; 


Lactobacillus. 
Erysipelothrix 


pelothrix inopinata 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


109 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Isochromatium. 
103 gi|219857601|ref|NR_025189.1| Lactobacillus 
complete sequence 2196082 2197640 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
106 gi|219857442|ref|NR_025030.1| Halothiobacillus 
2424042 2425535 Halothiobacillus kellyi 
Halothiobacillaceae; Halothiobacillus. 
103 gi|219857207|ref|NR_024835.1| Lactobacillus 
complete sequence 2672606 2674164 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
103 gi|219857203|ref|NR_024831.1| Lentibacillus 
sequence 2678696 2680219 Lentibacillus 
Bacillales; Bacillaceae; Lentibacillus. 
103 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
2768556 2770007 Bacillus okuhidensis Bacteria; 
Bacillus. 
103 gi|219856826|ref|NR_024645.1| Lactobacillus 
2945130 2946678 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
106 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 
ceae; L 
219846848 
strain BT 16S ribosomal RNA, partial sequence 
Clostridia; 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Succiniclasticum 


50 3445854 Succiniclasticum ruminis 
ciniclasticum. 


Dehalobacter 

8 Dehalobacter 

obacter. 

Bacillus fordii strain 
ria; Firmicutes; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 
ophomonas. 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Garciella 

8 Garciella 
Garciella. 
Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


NR_029320.1 
78536 


Desulfospira 
Desulfospira 


joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfospira. 
439852 Bacteria_ 


aespoeensis strai 
aespoeensis Bacte 


Desulfovibrio. 
439852 Bacteria_ 


strain HQgoel 16S 
D 


Proteobacteria; 
439852 Bacteria_ 


strain DM-2 16S r 
D 


Proteobacteria; 


439852 Bacteria_1 


strain 124-2 16S 
Firmicutes; 


439852 Bacteria 1 
nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 
439852 Bacteria_1 
antiquum strain V. 
antiquum Bacteria 


Brevibacterium. 


439852 Bacteria_1 
putterlickiae str 
putterlickiae Bac 
Streptomycetaceae 
439852 Bacteria_16S 


strain AU476 16S 


439852 Bacteria_16S 


Lacto 


16S 96042 95936 3 109 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
n Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
ria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
16S 112820 112714 3 109 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 
ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 
16S 114418 114312 3 109 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
ibosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 
6S 344671 344585 17 103 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 
6S 374344 374242 7 109 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
n HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
6S 420539 420437 7 109 gi|265678774|ref|NR_029079.1| Brevibacterium 
KM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
6S 436085 435983 7 109 gi|265678764|ref|NR_029069.1| Kitasatospora 
ain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Kitasatospora. 
465132 465026 3 109 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 
508200 508114 17 103 gi|265678713|ref|NR_029018.1| Lactobacillus 
p. torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 


coryniformis subs 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


439852 Bacteria_16S 553852 553750 7 109 gi| 265678683 |ref|NR_028988.1 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 596173 596071 7 109 gi| 265678655 |ref|NR_028960.1 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
439852 Bacteria_16S 598988 598886 7 109 gi| 265678653 |ref|NR_028958.1 
strain B22P3 16S ribosomal RNA, partial sequence 598291 59976 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
439852 Bacteria_16S 629595 629489 3 109 gi|265678631|ref|NR_028936.1 
strain CE2105 16S ribosomal RNA, partial sequence 628893 63029 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseosp 
439852 Bacteria_16S 666032 665926 3 109 gi|265678605|ref|NR_028910.1 
strain WoG13 16S ribosomal RNA, partial sequence 665236 66673 

Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

439852 Bacteria_16S 685560 685454 3 109 gi| 265678592 |ref|NR_028897.1 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
439852 Bacteria_16S 786675 786573 7 109 gi| 265678521 |ref|NR_028825.1 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 


beijiangensis Bac 
Streptomycetaceae 


439852 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


439852 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


439852 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


439852 Bacteria_16S 


strain ATCC 33433 


Lactobacillus. 


teria; Actinobacteria; Actinobacterida 
Streptomyces. 

855171 855065 3 109 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

900786 900686 1 101 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
920890 920788 7 109 gi 
s strain RHS1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Coriobacte 
Slackia. 

1004083 1003977 3 109 gi 
16S ribosomal RNA, partial sequence 


v 


’ 


265678475 
equence 
dae; Actin 


265678444 
e 90001 
hales; Pis 
265678431 
al sequenc 
ridae; Cor 


265678375 


e; Actinomycet 


ref 


omyc 


ref 


ciri 
ref 


ioba 


ref 


854408 85593 


3 901506 Thioa 


e 920164 92162 


ales; Strept 
NR_028778.1 
1 


Prop 


etales; 
NR_028746.1 
1 
ckettsiaceae 
NR_028733.1 
8 


cteriales; C 


NR_028677.1 


Streptomyces 
Streptomyces 
mycineae; 


Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Streptomyces javensis 


1 Streptomyces javensis Bacteria; 


ceae; Streptomyces. 
Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Streptomyces 
Streptomyces 
omycineae; 


Propionibacterium 
Propionibacterium 
ionibacterineae; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Slackia 

Slackia 
oriobacterineae; 


, 


Kluyvera ascorbata 


1003352 1004810 Kluyvera ascorbata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


439852 Bacteria_16S 1070918 1070812 3 


strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


439852 Bacteria_16S 1085733 1085631 7 


strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 


439852 Bacteria_16S 1099369 1099267 7 


macrocephala strain IFO 16266 16S ribosomal RNA, partia 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Acrocarpospora. 
439852 Bacteria_16S 1108487 1108385 7 
strain DF-32 16S ribosomal RNA, 


Microbispora. 
439852 Bacteria_16S 
strain I-132 16S 


1114581 1114479 7 
ribosomal RNA, 


439852 Bacteria_16S 
strain I-273 16S 


1116107 1116005 7 
ribosomal RNA, 


439852 Bacteria_16S 1170571 1170469 7 


DSM 43833 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermobispora. 
439852 Bacteria_16S 
strain CBS 107.95 


1262576 1262470 3 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


439852 Bacteria_16S 
ferrooxidans DSM 


1361196 1361094 7 


Acidimicrobiaceae; Acidimicrobium. 
439852 Bacteria_16S 1429196 1429090 3 


antibioticus strain USAM 3C 16S ribosomal RNA, partial 


antibioticus Bacteria; 
Lysobacter. 
439852 Bacteria_16S 
paranensis strain 


Proteobacteria; 


1556282 1556180 7 


Streptomycetaceae; Kitasatospora. 
439852 Bacteria_16S 1559270 1559168 7 
gansuensis strain 


Streptomycetaceae; Kitasatospora. 
439852 Bacteria_16S 1571254 1571148 3 
subsp. 
subsp. smithia Bacteria; 
439852 Bacteria_16S 
strain R2014 16S 


Proteobacteria; 
1668844 1668742 7 


439852 Bacteria_16S 1737419 1737317 1 


strain RB-8 16S ribosomal RNA, partial sequence 


Proteobacteria; 


439852 Bacteria_16S 1738919 1738817 7 


cardiffensis strain CCUG 44997 16S ribosomal RNA, partial 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
439852 Bacteria_16S 1775226 1775124 7 


longisporus strain ISP 5166 16S ribosomal RNA, partial 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 1840840 1840754 17 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial 


paraplantarum Bacteria; Firmicutes; 
439852 Bacteria_16S 1850055 1849949 3 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 


10331 16S ribosomal RNA, 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Ac 


Gammaproteobacteria; 


HKI 0190 16S ribosomal RNA, partial sequence 
paranensis Bacteria; Actinobacteria; Actinobacteridae; 


HKI 0314 16S ribosomal RNA, partial sequence 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


smithia strain AS20/1/1 16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


109 gi| 265678330 


109 gi| 265678319 


109 gi| 265678310 


109 gi| 265678303 


109 gi| 265678299 


109 gi| 265678298 


109 gi|228719618 


Streptomycineae; 


1 sequence 
Actinomycetales; 


1107766 11092 
Streptosporangineae; 


1113840 11153 
Kineosporiineae; 


1115364 11168 
Kineosporiineae; 


1169826 11712 
Pseudonocardineae; 


ref|NR_028632.1 


ref|NR_028621.1 
81 Streptomyces 
ref|NR_028612.1 


1098650 110009 


ref|NR_028605.1 
07 Microbispora 


ref 


NR_028600.1 


ref|NR_028599.1 


ref|NR_027583.1 
94 Thermobispora 


Tistrel 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 
Rhodospirillaceae; 


la. 
Streptomyces tauricus 


tauricus Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Acrocarpospora 
8 Acrocarpospora 


Streptosporangineae; 


Microbispora corallina 


corallina Bacteria; 
Streptosporangiaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
Kineosporiaceae; Kineosporia. 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 
Kineosporiaceae; Kineosporia. 


Thermobispora bispora 
bispora DSM 43833 


Pseudonocardiaceae; 


109 gi| 219846681 |ref|NR_026273.1| Dietzia natronolimnaea 
1261851 1263306 Dietzia natronolimnaea 
Corynebacterineae; Dietziaceae; Dietzia. 

109 gi|228719712|ref|NR_027584.1| Acidimicrobium 


complete sequence 13604 


109 224581439 


sequence 


gi 


109 gi| 219846194 


109 gi|219846192 


109 gi| 219878156 


109 gi|219878429 


103 gi| 219878383 


109 gi| 219878382 


haemolytica strain A50-7-3 16S ribosomal RNA, partial sequence 


haemolytica Bacteria; 
Thermomonas. 
439852 Bacteria_16S 
strain LUH4616 16 
Proteobacteria; 
439852 Bacteria_16S 


Proteobacteria; 


1872767 1872661 3 


1888213 1888107 3 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


schindleri strain LUH5832 16S ribosomal RNA, partial sequence 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


idimicrobiales; 
Xanthomonadales; 
Actinomycetales; 


Actinomycetales; 

sequence 1570477 157198 
Gammaproteobacteria; Aeromonadales; O° 
1668114 16695 
1736673 17381 
Gammaproteobacteria; Oceanospirillales; 


sequence 1738160 17396 
Actinomycetales; 


ref|NR_027221.1 
1428427 142992 


ref|NR_025784.1 
1555586 155703 


ref|NR_025782.1 
1558576 156000 


ref|NR_025295.1 
Aer 


ref |NR_025568.1 


Actinomycetace 


ref|NR_025522.1 


NR_025521.1 
8 


ref 


61 1361925 Acidimicrobium ferrooxidans 
Acidimicrobineae; 


Lysobacter 
1 Lysobacter 


Xanthomonadaceae; 


Kitasatospora 
1 Kitasatospora 


Streptomycineae; 


Kitasatospora 
4 Kitasatospora 


Streptomycineae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Oleispira antarctica 


09 Oleispira antarctica Bacteria; 
Oleispira. 


Actinomyces 
1 Actinomyces 


Actinomycineae; 


1887472 188893 


109 gi|219878353|ref|NR_025492.1| Streptomyces 
sequence 1774532 1775979 Streptomyces 
Actinomycetales; Streptomycineae; 
103 gi|219878308|ref|NR_025447.1| Lactobacillus 
sequence 1840072 1841573 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
109 gi|219878302|ref|NR_025441.1| Thermomonas 
1849299 1850798 Thermomonas 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
109 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 
1872026 1873490 Acinetobacter parvus Bacteria; 
Acinetobacter. 
109 gi|219878273|ref|NR_025412.1| Acinetobacter 


7 Acinetobacter 


439852 Bacteria_16S 
norvegicum strain DSM 1741 16S ribosomal RNA, partial s 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteri 


Desulfomicrobium. 


439852 Bacteria_16S 
suimastitidis strain CCUG 39276 16S ribosomal RNA, part 
suimastitidis Bacteria; Actinobacteria; Actinobacterida 


Actinomycetaceae; 


439852 Bacteria_16S 
marimammalium strain CCUG 41710 16S ribosomal RNA, part 
marimammalium Bacteria; Actinobacteria; Actinobacterida 


Actinomycetaceae; 


439852 Bacteria_16S 


strain DSM 12838 
Proteobacteria; 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
439852 Bacteria_16S 
urogenitalis stra 
urogenitalis Bact 


Actinomycetaceae; 


439852 Bacteria_16S 
macestii strain M 
Proteob 
439852 Bacteria_16S 


Bacteria; 


strain DSM 169 16 
Proteobacteria; 


D 
439852 Bacteria_16S 


G 


1894351 1894245 3 109 gi 


1901909 1901807 7 109 gi 


Actinomyces. 


1910609 1910507 7 109 gi 


Actinomyces. 

1933574 1933468 3 109 gi 
eltaproteobacteria; 
1951916 1951814 7 109 gi 
16S ribosomal RNA, partial sequence 
1954850 1954748 7 


109 gi 


Actinomyces. 


1977547 1977441 3 109 gi 


2029467 2029409 51 109 
S ribosomal RNA, partial sequence 


gi 


2054178 2054076 7 109 gi 


16S ribosomal RNA, partial sequence 1932811 19342 
Desulfovibrionales; 


in CCUG 38702 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 


2028754 20301 
ammaproteobacteria; Chromatiales; Chro 
439852 Bacteria_16S 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, parti 


219878268 
equence 
a; Desulfo 


219878262 
ial sequen 
e; 


219878256 
ial sequen 
e; 


219878239 


’ 


219878227 
19511 
nomycineae 
219878225 
al sequenc 
; Actinomy 
219878210 
19767 
ibrionales 
219878176 


matiaceae; 
219878155 
al sequenc 


Actinomycet 


Actinomycet 


ref|NR_025407.1 
1893578 189509 
vibrionales; Des 


ref|NR_025401.1 
ce 1901160 190257 
ales; 


ref |NR_025395.1 
ce 1909867 191128 
ales; Actin 
ref |NR_025378.1 
biaceae; Des 
ref|NR_025366.1 
63 1952590 Actin 
; Actinomycetac 
ref |NR_025364.1 
e 1954098 195552 
cetales; Actino 


ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrobi 
ref|NR_025315.1 


Chromatium. 
ref|NR_025294.1 
e 2053442 205491 


Actino: 


fo} 


O: 
e 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces 
2 Actinomyces 


mycineae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicro 


ulfomicrobium. 

Actinomyces canis 

myces canis Bacteria; 

ae; Actinomyces. 
Actinomyces 

0 Actinomyces 


mycineae; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Chromatium okenii 


44 Chromatium okenii Bacteria; 


Streptomyces 
9 Streptomyces 


stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 2055647 2055545 7 109 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 2246789 2246687 7 109 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 2356168 2356062 3 109 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

439852 Bacteria_16S 2359211 2359105 3 109 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 
australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

439852 Bacteria_16S 2445899 2445793 3 109 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 
439852 Bacteria_16S 2552597 2552495 7 109 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
albus strain JL 83 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

439852 Bacteria_16S 2554158 2554056 7 109 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 

439852 Bacteria_16S 2626546 2626440 3 109 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

439852 Bacteria_16S 2670351 2670249 7 109 gi|219857210|ref|NR_024838.1| Microbispora mesophila 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

439852 Bacteria_16S 2692884 2692782 7 109 gi|219857193|ref|NR_024821.1| Planotetraspora 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequence 2692168 2693639 Planotetraspora 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planotetraspora. 

439852 Bacteria_16S 2751227 2751125 7 109 gi|219857152|ref|NR_024780.1| Microtetraspora 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 


2750506 275194 


9 Microtetraspora 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Microtetraspora. 
439852 Bacteria_16S 2767756 2767650 3 
psychralcaliphila 


gi| 219857139 


Streptosporangineae; 


Dietzia 
5 Dietzia 


ref|NR_024767.1 


0 


psychralcaliphila 


Dietziaceae; 


strain JCM 9920 1 


minutisporangium 


strain ILA-1 16S ribosomal RNA, partial 


2772331 2772229 7 109 gi 
Ac 
Streptomyces. 

2773866 2773764 7 


109 gi 


2797868 2797766 7 109 gi 
strain IFO 15962 16S ribosomal RNA, part 


Bacteria; Actinobacteria; Actinobacteridae; 
Dietzia. 
439852 Bacteria_16S 

venezuelae strain 


219857136 
JCM 4526 16S ribosomal RNA, partial sequence 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
439852 Bacteria_16S 219857135 
6S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 
439852 Bacteria_16S 


746 


Streptomycineae; 
219857118 
ial sequence 


ref 
2771601 27730 
tinomycetales; Streptomycineae; 
ref 
19 Streptomyces 
Streptomycetaceae; 


ref |NR_024746.1 


sequence 2767023 27685 
Actinomycetales; Corynebacterineae; 


NR_024764. 


NR_024763. 


27971 


Streptomyces 
3 Streptomyces 


8 


Streptomyces peucetius 

peucetius Bacteria; 

Streptomyces. 
Cryptosporangium 

5 2798614 


4 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Crypt 


439852 Bacteria_16S 


strain IFO 13911 


strain IFO 14915 


strain IFO 12512 


consettensis stra 
consettensis Bact 
Micromonosporacea 


439852 Bacteria_16S 


cineracea strain 
cineracea Bacteri 
Streptomycetaceae 


439852 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


439852 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


439852 Bacteria_16S 
strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


439852 Bacteria_16S 


strain LMG 538 16 
Proteobacteria; G 


439852 Bacteria_16S 


strain 1A-C 16S r 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


439852 Bacteria_16S 


strain DSM 43151 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


439852 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


439852 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


osporangiaceae; Cryptosporangium. 


2800912 2800810 7 109 gi 


2802433 28023317 109 gi 


2803954 2803852 7 109 gi 


2806998 2806896 7 109 gi 
in IFO 14913 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 

2843300 2843198 7 109 gi 
SK-3255 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Actinobacteridae; Act 
; Kitasatospora. 
3149924 3149818 3 109 gi 
ia; Proteobacteria; Gammaproteobacteria; 
3234999 3234893 3 109 gi 
JW265 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Syntroph 
3251595 3251493 7 109 gi 


Strept 


3294029 3293923 3 109 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xan 
3310816 3310714 7 109 gi 
ibosomal RNA, partial sequence 


gi 


3322929 3322823 3 109 gi 
n JW/SL-NZ613 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; Thermoanaer 
hermoanaerobacterium. 
3333578 33334767 


109 gi 


3348739 33486377 109 gi 
3 16S ribosomal RNA, partial sequence 


219857116 
16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 
16S ribosomal RNA, partial sequence 2801710 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 


219856895 


219846822 
DSM 3802 16S ribosomal RNA, partial sequence 


219846725 
3293271 32947 


219846704 


219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


439852 Bacteria_16S 219846685 


016 


omonosporineae; 
219857115 


031 


omonosporineae; 
219857114 


047 


omonosporineae; 
219857112 


sequence 


ence 


ce 32342 


occineae; 


sequence 


33480 


439852 Bacteria_16S 


ref 


ref 


ref 


ref 
Actinomycetales; 
ref 
inomycetales; 
ref 


Chromatiales; 
219846764 |ref 
omonadaceae; 
219846753 |ref 
osporangineae; 
ref 


thomonadaceae; 
219846713 
3310081 33114 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
439852 Bacteria_16S 


ref 


ref 
obacterales; 


ref 


ref 


2806275 28077 


2842551 28440 


Ww 


149167 31506 


3322195 33236 


acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
3368719 3368617 7 109 gi|219846671|ref|NR_026263.1 
DSM 44127 16S ribosomal RNA, partial sequence 3368004 33694 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; 
eae; Streptosporangium. 
3431903 34318017 109 gi|219846623|ref|NR_026215.1 
CIP 103452 16S ribosomal RNA, partial sequence 3431175 34325 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; 
e; Corynebacterium. 
3437550 3437444 3 109 gi|219846618|ref|NR_026210.1 


NR_024744.1 
59 Actinoplanes 
Micromonosporaceae; Actinoplanes. 
NR_024743.1 
80 Actinoplanes 
Micromonosporaceae; Actinoplanes. 
NR_024742.1 
01 Actinoplanes 
Micromonosporaceae; Actinoplanes. 
NR_024740.1 


NR_024714.1 


NR_026414.1 


NR_026317.1 
72 Xanthomonas axonopodis Bacteria; 
Xanthomonas. 

NR_026305.1 
97 Georgenia muralis Bacteria; 
Bogoriellaceae; 
NR_026296.1 


NR_026288.1 
00 Actinoplanes 
Micromonosporaceae; Actinoplanes. 
NR_026277.1 
02 3349477 Micromonospora coerulea 


Actinoplanes italicus 
italicus Bacteria; 


Actinoplanes humidus 
humidus Bacteria; 


Actinoplanes digitatis 
digitatis Bacteria; 


Actinoplanes 


45 Actinoplanes 


Micromonosporineae; 


Kitasatospora 


65 Kitasatospora 


Streptomycineae; 


Thiolamprovum 


25 Thiolamprovum 


Chromatiaceae; Thiolamprovum. 
NR_026356.1 
98 3235755 Thermosyntropha lipolytica 
Thermosyntropha. 

NR_026345.1 
28 Microtetraspora glauca Bacteria; 
Streptosporangiaceae; 


Thermosyntropha 


Microtetraspora glauca 


Xanthomonas axonopodis 


Georgenia muralis 


Georgenia. 
Thermoanaerobacterium 


72 Thermoanaerobacterium 


Thermoanaerobacterales Family III. 


Actinoplanes regularis 
regularis Bacteria; 


Micromonospora 
Micromonosporaceae; 


Streptosporangium 


48 Streptosporangium 


Streptosporangineae; 


Corynebacterium 


75 Corynebacterium 


Corynebacterineae; 


Acinetobacter 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


439852 Bacteria_16S 


439852 Bacteria_16S 


439852 Bacteria_16S 


3439059 3438953 3 


3440569 3440463 3 


3442078 3441972 3 


109 


109 


109 


haemolyticus strain DSM 6962 16S ribosomal RNA, 


complete 


219846617 |ref 


gi 


219846616|ref 


gi 


219846615 
sequence 


gi ref 


NR_026209.1 
DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Acinetobacter lwoffi 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobact 
NR_026208.1 
strain DSM 6964 16S ribosomal RNA, partial sequence 3439822 3441280 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobact 
NR_026207.1 


3441331 3442790 Acinetobacter 


er 


Acinetobacter lwoffii 


i Bacteria; 
er 


Acinetobacter junii 
junii Bacteria; 


Acinetobacter 


haemolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Acinetobacter. 

439852 Bacteria_16S 3443588 3443482 3 109 gi|219846614|ref|NR_026206.1| Acinetobacter 
baumannii strain DSM 30007 16S ribosomal RNA, complete sequence 3442841 3444299 Acinetobacter 
baumannii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
439852 Bacteria_16S 3448181 3448079 7 109 gi|219846611|ref|NR_026203.1| Streptomyces 


subrutilus strain 
Streptomycetaceae; 
439852 Bacteria_16S 
strain DSM 43205 


439852 Bacteria_16S 


denticolens strain NCTC 11490 16S ribosomal RNA, partial 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
439852 Bacteria_16S 
strain DSM 40089 


439852 Bacteria_16S 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
439852 Bacteria_16S 
strain ATCC 51856 


439852 Bacteria_16S 
thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 

439852 Bacteria_16S 


2 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
439852 Bacteria_16S 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
439852 Bacteria_16S 


DSM 40445 16S ribosomal RNA, 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3472651 3472545 3 


3480233 34801317 


3484727 3484625 7 


3486294 3486192 7 


3498429 3498336 16 


3580526 3580420 3 


3602198 3602096 7 


3641400 3641298 7 


3642925 3642823 7 


109 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


109 


109 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


109 


109 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


109 


strain RB-3 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteobacteria; 


109 


109 


109 


complete sequence 


Actinomycetales; 


219846594 |ref 


gi 


3447437 344895 


NR_026186.1 
93 Rhodococcus opacus Bacteria; 


2 Streptomyces 


Streptomycineae; 


Rhodococcus opacus 


Nocardiaceae; Rhodococcus. 
gi|219846589|ref|NR_026181.1]| Actinomyces 
sequence 3479494 3480915 Actinomyces 


Actinomycetales; 


219846586 |ref 


gi 


gi| 219846585 
Actinomycetales; 


219846577 |ref 


gi 


219846522 
sequence 


gi ref 


19846505 
sequence 
Actinomycetales; 


gi 


gi| 219846478 |ref 


Actinomycetales; 


219846477 |ref 


gi 


Act 


NR_026178.1 
99 Streptomyces 
Streptomycineae; Streptomycetaceae; 


3485550 348706 
Streptomycineae; 
NR_026169.1 
3497692 3499120 Actinomyces radingae Bacteria; 
Actinomycetaceae; Actinomyces. 

NR_026114.1 
3579840 358126 
Rhodospirillales 


NR_026097.1 
3601450 360294 


Actino: 


NR_026070.1 
3640656 364213 


NR_026069.1 


Strept 


mediocidica strain IFO 14789 16S ribosomal RNA, partial s 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 


Actinomyc 


equence 


3642181 364366 
etales; Streptom 


439852 Bacteria_16S 


strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


439852 Bacteria_16S 


thermophilus strain BMA1 16S ribosomal RNA, partial sequence 
Deferribacterales; 


thermophilus Bacteria; 
439852 Bacteria_16S 


hassiacum strain 3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Mycobacterium. 
439852 Bacteria_16S 3734934 3734832 7 109 gi|219846411|ref|NR_026002.1 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 373565 


subsp. 


3644457 3644355 7 


3678076 3677970 3 


Deferribacteres; 
3721681 3721579 7 


Streptosporangiaceae; Microbispora. 


439852 Bacteria_16S 


niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 
439852 Bacteria_16S 


3740784 3740682 7 


3742248 3742146 7 


109 


109 


109 


aerata Bacteria; Actinobacteria; Actinobacteridae; 


109 


109 


strain T/457 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


219846476 |ref 


gi 


219846452 |ref 


gi 


219846420|ref 


gi 


Actinomycetales; 


219846407 |ref 


gi 


219846406 |ref 


gi 


NR_026068.1 

3643713 3645193 Kitasatospora 
Streptomycineae; Streptomyceta 
NR_026043.1 
3677295 367884 
Deferribacteraceae; 
NR_026011.1 
3720952 3722442 Mycoba 
Corynebacterineae; M 


NR_025998.1 
3740091 3741506 Microtetraspora niveoalba 
Streptosporangineae; 


NR_025997.1 


De 


Strept 


inomycineae; 


Streptomyces galbus 


galbus Bacteria; 


Streptomyces. 
Streptomyces 
6 Streptomyces 


Actinomyces radingae 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 


Actinomyces 
5 Actinomyces 


mycineae; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 
ycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Microbispora rosea 
5 Microbispora rosea 
osporangineae; 


Microtetraspora 


Streptosporangiaceae; 


Microtetraspora fusca 


3741557 3742969 Microtetraspora fusca Bacteria; 


Streptosporangineae; 


Streptosporangiaceae; 


439852 Bacteria_16S 
strain 172 16S ri 
Proteobacteria; D 
439852 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bacteria; 
439852 Bacteria_16S 

strain IFO 15474 


Herbidospora. 
439852 Bacteria_16S 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; 
439852 Bacteria_16S 
diastatochromogen 
diastatochromogen 
Streptomycetaceae 


, 


bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


3761839 3761733 3 109 gi 


31. 
3763350 3763244 3 


109 gi 


in ATCC 19171 16S ribosomal RNA, parti 
Clostrid 


Firmicutes; Clostridia; 


3901515 3901413 7 109 gi 


16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3924283 39241817 109 gi 


3925864 3925762 7 109 gi 


es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


Stre 


comp 


219846391 
61076 37625 
; Geobacte 
219846390 
al sequenc 
iales; Lac 
219846294 
ptosporang 
219846278 
lete seque 
e; 


219846277 
complete 
te 


Actinomycet 


ridae; Actin 


ref|NR_025982.1| Geobacter chapelleii 
47 Geobacter chapelleii Bacteria; 
raceae; Geobacter. 

ref|NR_025981.1| Butyrivibrio 

e 3762598 3764074 Butyrivibrio 
hnospiraceae; Butyrivibrio. 
ref|NR_025884.1| Herbidospora cretacea 
68 Herbidospora cretacea Bacteria; 
ineae; Streptosporangiaceae; 


ref 
nce 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


NR_025868.1 

392352 
ales; Strept 
ref 
seq 


NR_025867.1 
uence 392511 
omycetales; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


439852 Bacteria_16S 3929025 3928923 7 109 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 4113155 4113049 3 109 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

439852 Bacteria_16S 4129797 4129739 51 109 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

439852 Bacteria_16S 4201776 4201674 7 109 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 4203274 4203172 7 109 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
439852 Bacteria_16S 14229 14128 3 104 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

439852 Bacteria_16S 135775 135678 7 104 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

439852 Bacteria_16S 167827 167726 3 104 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 


Gammaproteobacter 
439852 Bacteria_16S 
strain Fowl 16S r 
Proteobacteria; G 
439852 Bacteria_16S 
strain 50 16S rib 
Proteobacteria; G 
439852 Bacteria_16S 
strain PB 1 16S r 
Proteobacteria; G 
439852 Bacteria_16S 
398 16S ribosomal RNA, 
Gammaproteobacter 
439852 Bacteria_16S 
strain OY 0-002 1 
Proteobacteria; G 
439852 Bacteria_16S 
strain 40 16S rib 
Proteobacteria; G 
439852 Bacteria_16S 
69 16S ribosomal 
Gammaproteobacter 
439852 Bacteria_16S 


strain JR 16S ribosomal RNA, partial sequence 
Deferribacterales; 


Deferribacteres; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 


osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; 


ia; Vibrionales; Vibrionaceae; Vibrio. 


169351 169250 3 104 gi 


170827 170726 3 104 gi 


172337 172236 3 104 gi 


173845 173744 3 
partial sequence 


104 


ia; Vibrionales; Vibrionaceae; Aliivib 


Deferribacteraceae; 


168553 16998 
Vibri 


170036 17150 
Vibri 


171556 17300 
Vibri 


265678950 


onaceae; V 
265678949 


onaceae; V 
265678948 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 

ref|NR_029257.1| Vibrio mediterranei 
5 Vibrio mediterranei Bacteria; 
ibrio. 

ref|NR_029256.1| Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


onaceae; Vibrio. 
gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 


rio. 

175353 175252 3 104 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
6S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

222939 222838 3 104 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
osomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

486573 486472 3 104 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

543134 543045 20 109 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 


542382 543900 Deferribacter abyssi Bacteria; 


Deferribacter. 


439852 Bacteria_ 
40M4T 16S ribosomal RNA, 
Gammaproteobacter 
439852 Bacteria_ 
PB90-1 16S ribosomal RNA, partial sequence 
Opitutae; Opituta 
439852 Bacteria_ 
strain NVI 88/441 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
439852 Bacteria_16S 1029862 1029769 16 109 gi| 265678358 |ref|NR_028660.1 
thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomi 


Bacteria; 


439852 Bacteria_ 
strain HI 11/12 1 
Bacteria; Aquific 
439852 Bacteria_ 
51271 16S ribosomal RNA, 
Clost 
439852 Bacteria_ 


Firmicutes; 


strain LMG 20362 
Proteobacteria; 


strain LMG 20546 
Proteobacteria; 


strain LMG 20536 
Proteobacteria; 


strain L1/68 16S 
Proteobacteria; 


Nocardiaceae; 


Proteobacteria; 


Methylosarcina. 


439852 Bacteria_ 
strain AML-C10 16 
G 


Proteobacteria; 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Rhodococcus. 
439852 Bacteria_16S 2473169 2473080 20 109 gi|219857401|ref|NR_024989.1 


strain LYP 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 
439852 Bacteria_16S 
strain DNP505 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
439852 Bacteria_16S 
subterraneus stra 


Proteobacteria; 


439852 Bacteria_16S 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 


Rhodococcus. 
439852 Bacteria_ 
californiensis st 
californiensis Bacteria; 
439852 Bacteria_ 
strain ACEM 9 16S 
Gammaproteobacteria; Alteromonadales; 
439852 Bacteria_ 
quisquiliarum str 
quisquiliarum Bac 


16S 644962 644861 3 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


16S 696358 696257 4 105 gi 


104 gi 


les; Opitutaceae; Opitutus. 
16S 709460 709359 3 104 gi 
16S ribosomal RNA, partial sequence 


ae; Aquificales; Aquificaceae; Thermoc 
16S 1499014 1498914 3 103 gi 
complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
16S 1776796 1776695 3 104 gi 


16S 1794933 1794832 3 104 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 1796418 1796317 3 104 gi 


16S 1797972 1797871 3 104 gi 


16S 1927465 1927364 3 104 
ribosomal RNA, partial sequence 


gi 


16S 2080055 2079998 52 109 gi 
in DSM 4903 16S ribosomal RNA, partial 


eae; Propionimicrobium. 
16S 2174085 2173992 16 109 gi 
ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
16S 2237772 2237675 7 


103 gi 


Ss 
16S 2412406 2412353 53 106 gi 
ain AML-D4 16S ribosomal RNA, partial 

teria; Proteobacteria; 
16S 2413972 2413919 53 106 

S ribosomal RNA, partial sequence 


gi 


2421744 2421651 16 109 gi 
rain PDB9 16S ribosomal RNA, partial s 


Syntrophobacterale 
2497022 2496929 16 109 gi 
ribosomal RNA, partial sequence 


Ss; 


2823554 2823489 44 109 gi 


2986871 2986778 16 109 gi 


265678621 
644174 645732 Vibri 


265678585 
695588 697067 Opitutus 


265678576 


rinis. 

219846656 
1498269 1499735 Catonella 
Cc 
219878352 
16S ribosomal RNA, partial sequence 1776030 17774 
Gammaproteobacteria; Vibrionales; Vibri 
439852 Bacteria_ 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
439852 Bacteria_ 


on 
219878339 
1794167 1795601 Vibri 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 
Gammaproteobacteria; Vibrionales; Vibri 
439852 Bacteria_ 


on 
219878337 
16S ribosomal RNA, partial sequence 1797206 17986 
Gammaproteobacteria; Vibrionales; Vibri 
439852 Bacteria_ 


on 
219878243 
1926697 19282 
Gammaproteobacteria; Xanthomonadales; X 
439852 Bacteria_ 
lymphophilum stra 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriac 
439852 Bacteria_ 
aetherivorans str 
aetherivorans Bac 


219857619 
s 


219857574 
rain APO 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; T 
16S 2294275 2294174 3 104 gi|219857535|ref|NR_025123.1 
ribosomal RNA, partial sequence 2293525 22949 


he 
219857452 
se 
Gammaproteobacter 


219857451 
2413261 24147 
ammaproteobacteria; Methylococcales; Met 
439852 Bacteria_16S 
pyridinivorans st 


219857445 
eq 


2472404 24737 


219857385 
2496307 24977 
ne 
219856908 
in HGP1 16S ribosomal RNA, partial seque 
subterraneus Bacteria; Aquificae; Aquificales; Aquificace 


ref|NR_028926.1 
o lentus Bacter 


ref |NR_028890.1 


ref|/NR_028881.1 


70866 


ref |NR_026248.1 
morbi ATCC 
atonella 


ref|NR_025491.1 
Vibri 
ref 
o xu 


oO. 
NR_025478.1 
ii Bacteria; 


aceae; 


ref|NR_025477.1 


Vibrio. 
ref|NR_025476.1 


aceae; 


Vibri 
ref 


aceae; oO. 


NR_025382.1 


Ignatzsch 
ref|NR_025275.1 
equence 2079371 208087 
Actinomycetales; Propion 


ref|NR_025208.1 
equence 2173451 217485 
Actinomycetales; Coryne 


ref |NR_025162.1 
2237029 223848 


wanellaceae; Shewanella 
ref|NR_025040.1 
quence 2411699 241321 


ia; Methylococcales; Met 


ref|NR_025039.1 


hylococcaceae; Methylosa 
ref|NR_025033.1 


uence 2421026 242250 


Syntrophace 
ref 


ae; Smithell 
NR_024973.1 


bacterineae; Nocardiacea 
ref |NR_024729.1 

2822817 282431 
Hydrogenobacter. 


nce 
ae; 


i 


terrae Bacte 


8 710188 Aliivi 


Vibrio lentus strain 
a; Proteobacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Thiomicrospira 
crospira thermophila 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
16S 1231033 1230968 44 109 gi|219878275|ref|NR_025414.1| Thermocrinis albus 
6S ribosomal RNA, complete sequence 1230306 1231793 Thermocrinis albus DSM 14484 


Catonella morbi ATCC 
51271 Bacteria; 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 
anthomonadaceae; 
219878136 
s 


ineria. 
Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


Rhodococcus 
9 Rhodococcus 
bacterineae; 


Tindallia 

3 Tindallia 

indallia. 

Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 

Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Smithella propionica 


74 Smithella propionica Bacteria; 


a. 
Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Hydrogenobacter 
3 Hydrogenobacter 


219846932 


ref |NR_026524.1 
298615 


Rhodococcus 
6 2987629 Rhodococcus 


wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Rhodococcus. 


439852 Bacteria_16S 2988397 2988304 16 109 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

439852 Bacteria_16S 3200346 3200253 16 109 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

439852 Bacteria_16S 3414208 34141117 104 gi|219846635|ref|NR_026227.1| Actinomyces israelii 
strain CIP 103259 16S ribosomal RNA, partial sequence 3413473 3414913 Actinomyces israelii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

439852 Bacteria_16S 3433343 3433250 16 109 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

439852 Bacteria_16S 3474173 3474080 16 109 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 
strain DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

439852 Bacteria_16S 3558089 3557988 3 104 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

439852 Bacteria_16S 3559569 3559468 3 104 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

439852 Bacteria_16S 3561084 3560983 3 104 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

439852 Bacteria_16S 3562605 3562504 3 104 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
439852 Bacteria_16S 3565570 3565469 3 104 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

439852 Bacteria_16S 3567076 3566975 3 104 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

439852 Bacteria_16S 3568582 3568481 3 104 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

439852 Bacteria_16S 3903031 3902938 16 109 gi| 219846293 |ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
439852 Bacteria_16S 3936455 3936355 3 103 gi|219846268|ref|NR_025858.1| Paracoccus 
thiocyanatus strain THI 011 16S ribosomal RNA, partial sequence 3935756 3937139 Paracoccus 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

439852 Bacteria_16S 4116049 4115956 16 109 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

439852 Bacteria_16S 4238209 4238112 7 104 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

439852 Bacteria_16S 26498 26398 3 103 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 62859 62759 3 103 gi|265679022|ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
439852 Bacteria_16S 67393 67293 3 103 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

439852 Bacteria_16S 92828 92728 3 103 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

439852 Bacteria_16S 94455 94355 3 103 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

439852 Bacteria_16S 146343 146243 3 103 gi|265678965|ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

439852 Bacteria_16S 181321 181221 3 103 gi| 265678942 |ref|NR_029250.1| Clostridium 


proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 


Bacteria; 


Firmicutes; 


Clostridia; Clostridiales; 


Clostridiaceae; 


Clostridium. 


439852 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


439852 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


439852 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


439852 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


439852 Bacteria_16S 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


439852 Bacteria_16S 


strain 166 16S ri 


CFN 42 16S riboso: 
Alphaproteobacter 


439852 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


439852 Bacteria_16S 


strain HTCC2597 1 


strain PL7HG1 16S 


populi BJ001 16S 
Bacteria; Proteob 


formicigenes stra 
formicigenes Bact 


439852 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


439852 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


439852 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


439852 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


picturae strain R 
Bacteria; Firmicu 


strain M11 16S ri 
Proteobacteria; G 


439852 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


439852 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


tes; 
439852 Bacteria_16S 
bosomal RNA, partial sequence 


182855 182760 7 103 
bosomal RNA, partial sequence 


gi 


182124 18361 


265678941 


ref|NR_029249.1 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

210657 210557 3 103 gi|265678922|ref|NR_029230.1 
in McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clos 

212208 212112 7 103 gi| 265678921 |ref|NR_029229.1 
S ribosomal RNA, partial sequence 211461 21296 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

254970 254870 3 103 gi| 265678892 |ref|NR_029200.1 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacter 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 

259473 259373 3 103 gi| 265678889 |ref|NR_029197.1 
strain ITI-1157 16S ribosomal RNA, partial sequence 258782 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 

260849 260749 3 103 gi| 265678887 |ref|NR_029195.1 


bosomal RNA, partial sequence 


272940 272840 3 
mal RNA, partial sequence 
ia; Rhizobiales; Rhizobiaceae; 
363938 363838 3 103 


103 gi 


gi 


372869 372769 3 103 gi 


378982 378882 3 103 gi 


383529 383429 3 103 
ribosomal RNA, partial sequence 


gi 


416050 415950 3 103 
ribosomal RNA, partial sequence 


gi 


417534 417430 7 109 gi 
in DV1184 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; 
453006 452906 3 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 
454605 454505 3 
S ribosomal RNA, complete sequence 
lales; Macrococcus. 

463630 463530 3 103 gi 
n AS1.1761 16S ribosomal RNA, partial 


103 gi 


103 gi 


503583 503483 3 103 gi 
ain R-9477 16S ribosomal RNA, partial 


550890 550790 3 103 gi 

Firmicutes; Lactobacillales; 
606694 606598 7 103 gi 
-5321 16S ribosomal RNA, partial seque 
Bacillales; Bacillaceae; Oceanoba 


628115 628015 3 103 gi 


ammaproteobacteria; Enterobacteriales; 
649554 649454 3 103 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
715634 715534 3 103 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 


439852 Bacteria_16S 


718816 718720 7 103 gi 


260171 26154 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
439852 Bacteria_16S 
272240 273697 Rhizo 
Rhizobi 


FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
439852 Bacteria_16S 
rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
439852 Bacteria_16S 
382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
439852 Bacteria_16S 
415329 41680 
acteria; Alphaproteobacteria; Rhizobia 
439852 Bacteria_16S 


Clostrid 


452220 45376 


453819 45536 


ria; Proteobacteria; Alphaproteobacter 
439852 Bacteria_16S 


teria; Proteobacteria; Alphaproteobact 
ain KU-3 16S ribosomal RNA, partial se 


teria; 
439852 Bacteria_16S 


La 


627341 62884 


714920 71638 


biaceae; R 
265678878 


um/Agrobac 
265678812 
ence 36326 
terales; C 
265678806 
quence 
teria; Sph 
265678802 


hodobacter 
265678799 


rhizobiace 
265678777 


les; Methy 
265678776 
equence 

iales; Pep 
265678752 


265678751 


265678742 
sequence 
ia; Rhizob 
265678716 
sequence 
eria; Rhod 


265678685 
quence 

ctobacilla 
265678647 
nce 60592 
cillus. 

265678633 


Enterobac 
265678618 
e 64884 
les; Beije 
265678571 


obacteriac 


hizobium/Agrobac 
ref|NR_029184.1 
bium etli Bacter 
terium group; Rh 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_029111.1 

372149 373610 
ingomonadales; S 


ref |NR_029107.1 


acea 
ref 


e; Oceanicol 
NR_029104.1 


ae; 
ref 


Bradyrhizobi 
NR_029082.1 
lobacteriaceae; 
ref|NR_029081.1 

416856 418235 
tostreptococcace 
ref|NR_029057.1 


ref|NR_029056.1 


ref |NR_029047.1 
462905 464361 
iales; Xanthobac 
ref|NR_029021.1 
502862 504310 
obacterales; Rho 


ref|NR_028990.1 

550095 551652 
ceae; Lactobacil 
ref |NR_028952.1 
0 607435 Oceano 
ref |NR_028938.1 
teriaceae; Morga 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref |NR_028876.1 


eae; Aminobacter 


265678569 


t 


i 
i 


° 


Pp 


U 


M 


a 


5s 


di 


b 


ref |NR_028873.1 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Clostridium 
Clostridium 
tridium. 
Clostridium baratii 


8 Clostridium baratii Bacteria; 


Afipia broomeae strain 
ia; Proteobacteria; 


Ruegeria 
260120 Ruegeria 


hodobacteraceae; 


Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 


erium group; Rhizobium. 
Rhizobium etli strain 
a; Proteobacteria; 
zobium. 
Phenylobacterium 
bacterium lituiforme 
Phenylobacterium. 
Sphingomonas 
Sphingomonas 
hingomonadaceae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 
a. 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


m. 
Methylobacterium 


5 Methylobacterium populi BJ001 


ethylobacterium. 
Tepidibacter 
Tepidibacter 

e; Tepidibacter. 
Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Ancylobacter 
Ancylobacter 

eraceae; Ancylobacter. 
Loktanella 

Loktanella 
obacteraceae; 


Lactobacillus 
Lactobacillus 


lus. 


Oceanobacillus 
acillus picturae 


Morganella morganii 


2 Morganella morganii Bacteria; 
nella. 


Methylocapsa 


ocapsa acidiphila 
hylocapsa. 


Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Virgibacillus 


marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


439852 Bacteria_16S 
biprosthecium str 
biprosthecium Bac 


Asticcacaulis. 


439852 Bacteria_16S 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
439852 Bacteria_16S 
strain Kl 16S rib 
D 
439852 Bacteria_16S 
intermedius strai 
Firmicu 
439852 Bacteria_16S 


Proteobacteria; 


Bacteria; 


strain DSS-3 16S 


Firmicutes; 


Firmicutes; 


strain SH22623 16 


Bacteria; 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
439852 Bacteria_16S 
strain Y 16S ribo 


Alphaproteobacter 


439852 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


439852 Bacteria_16S 


stercorihominis D 
stercorihominis D 


439852 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


439852 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


439852 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


439852 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


439852 Bacteria_16S 


temperatum strain 
temperatum Bacter 


439852 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


439852 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


720333 720233 3 103 gi 
ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


794293 794193 3 103 gi 
B 16S ribosomal RNA, partial sequence 


859864 859772 3 

osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
916227 916131 7 103 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
930097 929997 3 103 gi 
ribosomal RNA, partial sequence 


95 gi 


1020766 1020670 7 103 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1022323 1022223 3 103 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1023894 1023794 3 103 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1025345 1025245 3 103 gi 
S ribosomal RNA, partial sequence 


gi 


1060392 1060284 1 109 gi 
Deinococc 
1067925 1067825 3 103 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Sphingom 
1078228 1078128 3 103 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1084203 1084103 3 103 gi 


Sphingomonadales; 
1155370 1155274 7 


ia; Sphingomonadacea 


103 gi 
tes; Bacillales; Bacillaceae; Oceanoba 
1182704 1182608 7 103 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1220378 1220278 3 103 gi 


bacillales; Carnobacteriaceae; Allofus 
1224928 1224832 7 103 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1238642 1238542 3 103 gi 
in DSM7050 16S ribosomal RNA, partial 

eria; Proteobacteria; Alphaproteobacte 
1240158 1240058 3 103 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1243146 1243046 3 103 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1286655 1286555 3 103 gi 
in YKJ-101 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Jeotgali 
1309290 1309190 3 103 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


439852 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 


1310763 1310663 3 103 


859076 86059 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
439852 Bacteria_16S 
strain SK3 16S ri 
Lacto 
439852 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
439852 Bacteria_16S 
strain NS51 16S r 
Lacto 
439852 Bacteria_16S 


1019984 10214 


1023111 10246 


1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
439852 Bacteria_16S 
hydrothermalis strain Tl 16S ribosomal RNA, partial seq 
hydrothermalis Bacteria; Deinococcus-Thermus; 
439852 Bacteria_16S 
yabuuchiae strain 
Proteob 
439852 Bacteria_16S 


somal RNA, partial sequence 1083512 1084952 Sphin 


16S ribosomal RNA, partial sequence 1154576 11561 


6S ribosomal RNA, partial sequence 1219617 12211 


265678568 
1 sequence 
eria; Caul 


265678516 

79361 
biaceae; R 
265678472 
; Geobacte 
265678434 
ence 91544 
; Streptoc 
265678425 


hodobacter 
265678364 


occus. 
265678363 
e sequence 
tococcacea 
265678362 


occus. 
265678361 


biaceae; R 
265678337 
uence 
i; Thermal 
265678332 
ence 10672 
onadales; 
265678324 
10775 
Sphingomon 
265678320 


e; Sphingo 
253680753 


cillus. 
228717350 
quence 
dia; Clost 
219878362 


tis. 
219878314 
1 sequence 
ptococcace 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 

a; Rhizobi 
219846053 
sequence 
coccus. 
228721488 
rtial sequ 
roteobacte 


228721487 


gi 


ref|NR_028872.1 
719632 721036 
obacterales; Ca 


ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028775.1 


raceae; Geobacte 
ref|NR_028736.1 
5 916988 Strept 
occus; Streptoco 
ref|NR_028727.1 


aceae; Ruegeria. 
ref|NR_028666.1 
95 Streptococcus 


ref|NR_028665.1 

1021546 102306 
e; Streptococcus 
ref |NR_028664.1 
30 Streptococcus 
ref |NR_028663.1 
hizobium/Agrobac 
ref |NR_028639.1 

1059624 106111 
es; Thermaceae; 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028001.1 


ref|NR_027562.1 
181973 118343 
ridiales; Eubact 


ref|NR_025501.1 


R 


ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref|NR_025302.1 
1237929 123939 
biales; Phylloba 
ref|NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref |NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_025643.1 

1285891 128739 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


ref 


u 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


Pe 

Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 
Streptococcus mitis 
mitis Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Marinithermus 

6 Marinithermus 

Marinithermus. 

Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 

Sphingomonas melonis 

omonas melonis Bacteria; 

monas. 

Sphingobium amiense 

acteria; Proteobacteria; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Anaerofustis 

4 Anaerofustis 
eriaceae; Anaerofustis. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


Streptococcus 
1 Streptococcus 
Ss. 
Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 
teriaceae; Aminobacter. 
Mesorhizobium 
4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Jeotgalicoccus 
6 Jeotgalicoccus 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


v 


NR_027610.1 
131006 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 


facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


439852 Bacteria_16S 1315426 13153307 103 gi|228716557|ref|NR_027552.1| Bacillus subtilis 


subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 

subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 1318541 1318441 3 103 gi|228715349|ref|NR_027521.1| Staphylococcus 

schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 

439852 Bacteria_16S 1352212 1352112 3 103 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 


Och 149 16S ribosomal RNA, partial sequence 1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 

439852 Bacteria_16S 1365578 1365478 3 103 gi|228719040|ref|NR_027578.1| Nitrobacter 
hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

439852 Bacteria_16S 1397296 1397196 3 103 gi| 228715764 NR_027539.1| Methylobacterium 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 
439852 Bacteria_16S 1410779 1410679 3 103 gi 
pseudopneumoniae strain 108 16S ribosomal RNA, partial 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

439852 Bacteria_16S 1433816 1433716 3 103 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 
439852 Bacteria_16S 1444597 1444497 3 103 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 
439852 Bacteria_16S 1485420 1485320 3 103 gi| 219857250 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; 
Mesorhizobium. 
439852 Bacteria_16S 1486937 1486837 3 103 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
439852 Bacteria_16S 1503402 1503302 3 103 gi|219846475|ref|NR_026067.1| Rhizobium tropici 
strain USDA 9030 16S ribosomal RNA, partial sequence 1502684 1504157 Rhizobium tropici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
439852 Bacteria_16S 1545907 1545807 3 103 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
439852 Bacteria_16S 1700861 1700805 53 109 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

439852 Bacteria_16S 1706986 1706886 3 103 gi|219878403|ref|NR_025542.1] Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
439852 Bacteria_16S 1708542 1708442 3 103 gi|219878402|ref|NR_025541.1 
strain OSBAC1 16S ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
439852 Bacteria_16S 1732861 1732761 3 103 gi| 219878386 |ref|NR_025525.1 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio 


224581432|ref|NR_027214.1| Streptococcus 
sequence 1410019 1411486 Streptococcus 


ref |NR_024880.1| Mesorhizobium 
1484704 1486179 Mesorhizobium 
Rhizobiales; Phyllobacteriaceae; 


Rheinheimera baltica 
baltica Bacteria; 


Butyrivibrio hungatei 
hungatei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

439852 Bacteria_16S 1790345 1790249 7 103 gi|219878342|ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

439852 Bacteria_16S 1804116 1804020 7 103 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

439852 Bacteria_16S 1860446 1860390 53 109 gi|219878294|ref|NR_025433.1]| Alteromonas 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 
stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Alteromonas. 

439852 Bacteria_16S 1868192 1868092 3 103 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 1868858 Chelatococcus 


asaccharovorans B 
Chelatococcus. 


439852 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


439852 Bacteria_16S 


chacoense strain 
Bacteria; Proteob 


439852 Bacteria_16S 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 


1869607 1869551 53 


1889699 1889599 3 


1939523 1939423 3 


acteria; Proteobacteria; Alphaproteobacteria; 


109 gi 


103 gi 


PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


103 gi 


219878288 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 


219878272 
e 18889 
les; Phyll 
219878235 


Rhizobiales; Beije 


ref|NR_025427.1 
Glaciecol 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; 


xr 


i 


ref|NR_025374.1 


inckiaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


eromonadaceae; a. 


Mesorhizobium 
zobium chacoense 


Mesorhizobium. 


Methylobacterium 


1938810 1940249 Methylobacterium 


fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


Methylobacterium. 


439852 Bacteria_16S 
strain EDIV 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
439852 Bacteria_16S 
strain DSM 30118 16S ribosomal RNA, partial sequence 1997016 19 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
439852 Bacteria_16S 


strain 81H-380. 


strain Eb 13/82 1 
Proteobacteria; 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
439852 Bacteria_16S 


strain ATCC 15257 
Bacteria; 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
439852 Bacteria_16S 


strain SW-47 16S 
Proteobacteria; 


Paracoccus. 


439852 Bacteria_16S 
strain 7d 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
439852 Bacteria_16S 


G 
439852 Bacteria_16S 


Proteob 
439852 Bacteria_16S 


G 
439852 Bacteria_16S 
zeaxanthinifacien 
zeaxanthinifacien 


1956272 1956172 3 103 gi 
Sphingomonadales; 
1997773 1997673 3 103 gi 


Sp 


E 


2002382 2002282 3 103 gi 


16S ribosomal RNA, partial sequence 2001636 20 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
439852 Bacteria_16S 


E 


2003914 2003814 3 103 gi 


ammaproteobacteria; Enterobacteriales; E 
2016074 2015974 3 103 gi 
16S ribosomal RNA, partial sequence 
Sphingomonadales; 
2021980 2021880 3 103 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023469 2023369 3 103 gi 
16S ribosomal RNA, partial sequence 


Sp 


te 


au 
2101370 2101314 53 109 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2158882 2158782 3 103 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


gi 


Pp 
ob 


2221058 2220958 3 
osomal RNA, partial sequence 


103 gi 


ob 


2301630 2301530 3 103 gi 


219878224 
1955571 19570 


219878197 


219878194 


219878193 


6S ribosomal RNA, partial sequence 2003168 20 


219878185 


219878181 


219878180 


219878121 


2100672 21021 


219857629 


219857585 
2220358 22217 


219857529 


ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphing 
ref|NR_025336.1 


hingomon 


985 
nterobacteriaceae; Prot 
ref |NR_025333.1 
17 Leminorella g 
teriaceae; Lemi 
ref |NR_025332.1 
48 Budvicia aqua 
teriaceae; Budv 
ref |NR_025324.1 
75 2016816 Caulo 
adaceae. 
ref |NR_025320.1 
81 2022719 Caulo 
aulobacteraceae 
ref |NR_025319.1 
70 2024208 Caulo 
aceae; Caulobac 
ref|NR_025260.1 


031 


nterobac 


046 


nterobac 


20 
hingo 


153 
mon 


20 


rales; 


212 
Cc 


20 
lobac 


227 
ter 


eromonadacea 

ref 
eque 
Rho 


e; Alteromo 
NR_025218.1 
nce 21581 
dobacterale 


artial s 
acteria; 


ref|NR_025173.1 
41 Xanthobacter 
ae; Xanthobacte 
ref|NR_025117.1 


acterace 


fo} 


n 


i 


b 


b 
; 


ae! 


9 
s 


Yr. 


Sphingomonas pituitosa 
pituitosa Bacteria; 
monas. 

Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
e 


us. 

Leminorella grimontii 
rimontii Bacteria; 
orella. 

Budvicia aquatica 
tica Bacteria; 
cia. 

Caulobacter leidyia 

acter leidyia Bacteria; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 
Alteromonas marina 


60 Alteromonas marina Bacteria; 
n 


as. 
Paracoccus 
4 2159597 Paracoccus 
; Rhodobacteraceae; 
Xanthobacter viscosus 
viscosus Bacteria; 


Afipia birgiae strain 


34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

439852 Bacteria_16S 2336472 2336372 3 103 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

439852 Bacteria_16S 2350025 2349925 3 103 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

439852 Bacteria_16S 2417143 2417043 3 103 gi|219857448|ref|NR_025036.1| Streptococcus 
didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

439852 Bacteria_16S 2459456 2459356 3 103 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

439852 Bacteria_16S 2460947 2460847 3 103 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

439852 Bacteria_16S 2468699 2468599 1 101 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
439852 Bacteria_16S 2536543 2536443 3 103 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 
strain SCH-89 16S ribosomal RNA, partial sequence 2535834 2537142 Hyphomonas oceanitis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

439852 Bacteria_16S 2537902 2537802 3 103 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 
strain VP-6 16S ribosomal RNA, partial sequence 2537193 2538546 Hyphomonas rosenbergii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

439852 Bacteria_16S 2540636 2540536 3 103 gi|219857350|ref|NR_024938.1| Hyphomonas johnsonii 
strain MHS-2 16S ribosomal RNA, partial sequence 2539981 2541281 Hyphomonas johnsonii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

439852 Bacteria_16S 2551151 2551055 7 103 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

439852 Bacteria_16S 2568032 2567932 3 103 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

439852 Bacteria_16S 2615822 2615726 7 103 gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 


strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. 


Incertae Sedis; 


Fusibacter. 


439852 Bacteria_16S 


selangorensis str 
selangorensis Bac 


439852 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


439852 Bacteria_16S 


strain IM1 16S ri 


bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


439852 Bacteria_16S 


strain SIR-1 16S 


Proteobacteria; D 


439852 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


439852 Bacteria_16S 


carboxydohydrogen 
carboxydohydrogen 


439852 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


439852 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


439852 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


439852 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


439852 Bacteria_16S 


oligophenolica 16 
Proteobacteria; A 


439852 Bacteria_16S 


nitritogenes stra 
nitritogenes Bact 


439852 Bacteria_16S 


delphini strain A 
delphini Bacteria 


439852 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


439852 Bacteria_16S 


japonicum strain 
japonicum Bacteri 


439852 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


439852 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


439852 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


439852 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


439852 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


439852 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


2730578 2730526 53 105 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
2787566 2787466 3 103 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 
2860368 2860268 3 103 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2864989 2864889 3 103 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


gi 


2871251 28711557 103 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2875993 2875897 7 103 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2882258 2882162 7 103 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2885275 2885175 3 103 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
2886676 2886580 7 103 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2914154 2914054 3 103 gi 
TCC 49171 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2924874 2924774 3 103 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2932260 2932160 3 103 gi 
ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2994429 2994329 3 103 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 
3035431 3035331 3 103 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3124442 3124342 3 103 gi 
ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


gi 


gi 


gi 


gi 


’ 


gi 


3127400 3127300 3 

ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3128888 3128788 3 103 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


103 gi 


3162189 3162089 3 103 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


439852 Bacteria_16S 


3209269 3209169 3 103 gi 


2617406 2617306 3 103 gi|219857254|ref|NR_024885.1 
ain LMG 17710 16S ribosomal RNA, partial sequence 2616635 261812 
teria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactob 
2661475 2661375 3 103 gi|219857216|ref|NR_024844.1 
n DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methyl 
acteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Me 
2662859 2662759 3 103 gi|219857215|ref|NR_024843.1 


2662145 26634 


locystacea 
219857167 


2729867 27313 
ystineae; 


oc 
219857125 
ce 27867 
Alicycloba 
219856884 
ar 
obacteria; 
219856881 
sequence 
a; Sphingo: 


219856877 


2870477 28720 


219856874 


2875223 28767 


219856870 


2881499 28830 


219856866 


2884576 28858 


Sphingomon 
219856865 
sequence 
iales; Eub 
219856847 

equence 
us 
219856840 


2924131 29254 


occus. 
219856835 
sequence 

; Oceanosp 
219846927 
quence 

ia; Rhizob 


, 


219846899 


3034695 30361 


Clostridiu 
219846839 
1 sequence 
eria; Rhiz 


219846837 
uence 

a; Rhizobi 
219846836 
al sequenc 
ia; Rhizob 


’ 


219846814 
equence 
ria; Rhodo 


219846782 


tial seq 


e; Methylopila. 
ref|NR_024795.1 
50 Plesiocystis 
7 Nannocystaceae 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


ref|NR_024696.1 


ref|/NR_024693.1 


ref|NR_024689.1 


ref|NR_024685.1 
81 Sphingomonas 
adaceae; Sphingo: 
ref|NR_024684.1 

2885932 288740 
acteriaceae; Eub 
ref |NR_024666.1 
2913371 291486 


ref|NR_024659.1 
69 Streptococcus 


ref|NR_024654.1 
2931509 293296 
irillales; Pseud 
ref|NR_026519.1 
2993732 299516 
iales; Rhizobiac 
ref |NR_026491.1 
m. 
ref 


NR_026431.1 
123738 312518 
obiales; Hyphomi 


Ww 


ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref|NR_0264 
3161511 31629 
bacterales; Rho 


06.1 
1 
d 


ref 


Paralactobacillus 
9 Paralactobacillus 
acillus. 
Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Alicyclobacillus 
lobacillus herbarius 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 


48 Bacillus mojavensis Bacteria; 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Sphingomonas 


oligophenolica Bacteria; 


monas. 
Eubacterium 

8 Eubacterium 

acterium. 
Staphylococcus 

3 Staphylococcus 


Streptococcus peroris 
peroris Bacteria; 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 

Agrobacterium 
8 Agrobacterium 
eae; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Antarctobacter 
0 Antarctobacter 
obacteraceae; 


NR_026374.1 


Sphingomonas mali 


strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 


Proteobacteria; A 


lphaproteobacteria; Sphingomonadales; 


Sphingomon 


adaceae; Sphingo: 


monas . 


439852 Bacteria_16S 3210761 3210661 3 103 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

439852 Bacteria_16S 3262117 3262017 3 103 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

439852 Bacteria_16S 3303246 3303146 3 103 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
Firmicutes; Bacillales; Salinicoccus. 

439852 Bacteria_16S 3307847 3307747 3 103 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

439852 Bacteria_16S 3495387 3495285 7 109 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

439852 Bacteria_16S 3501386 3501286 3 103 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3530259 3530159 3 103 gi|219846556|ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3531787 3531687 3 103 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

439852 Bacteria_16S 3533233 3533133 3 103 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

439852 Bacteria_16S 3583629 3583529 3 103 gi|219846520|ref|NR_026112.1| Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3592918 3592818 3 103 gi|219846513|ref|NR_026105.1| Clostridium puniceum 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

439852 Bacteria_16S 3603693 3603593 3 103 gi|219846504|ref|NR_026096.1| Sinorhizobium saheli 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium saheli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ensifer group; 
Sinorhizobium. 

439852 Bacteria_16S 3632261 3632169 3 95 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
strain Dfrl 16S ribosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

439852 Bacteria_16S 3645943 3645843 3 103 gi|219846474|ref|NR_026066.1| Rhizobium mongolense 


strain USDA 1844 


halophilum strain 
halophilum Bacter 


439852 Bacteria_16S 


strain IC079 16S 
Proteobacteria; G 
apsheronum strain 
Bacteria; Proteob 


439852 Bacteria_16S 


strain E-37 16S r 


Alphaproteobacter 


439852 Bacteria_16S 


strain UPM-Ca7 16 


3653594 3653494 3 103 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; 
3661234 3661178 53 109 
ribosomal RNA, partial sequence 


gi 


3699128 3699036 17 109 gi 
1105 16S ribosomal RNA, partial seque 
acteria; 
3717096 3716996 3 103 
ibosomal RNA, partial sequence 


gi 


3788803 3788703 3 103 


gi 
ia; Rickettsiales; Anaplasmataceae; Eh 
3800850 3800750 3 103 gi 
S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


439852 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


439852 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


439852 Bacteria_16S 


3912251 3912151 3 103 


gi 
teria; Proteobacteria; Alphaproteobact 
3939326 3939226 3 103 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3967558 3967458 3 103 


gi 


16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
439852 Bacteria_16S 


Clostridia 
3660516 36619 
ammaproteobacteria; Alteromonadales; Alt 
439852 Bacteria_16S 
Deltaproteobacteria; Desulfov 
3716418 37177 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


439852 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


3788062 3789489 Ehrli 
3800153 38015 


ain S58 16S ribosomal RNA, partial seq 


biaceae; R 
219846469 
sequence 

les; Pepto 
219846464 


eromonad 
219846437 
nce 36983 
ibrionales 
219846425 


hodobacter 
219846371 


rlichia. 
219846362 


obacteriac 
219846286 
uence 
eria; Rhiz 
219846266 
equence 

a; Rhizobi 


hizobium/Agrobac 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026056.1 


aceae; Glaciecol 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_026016.1 


acea 
ref 
chia 


e; Sagittula 
NR_025962.1 
muris Bacte 


ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025876.1 

3911550 391285 
obiales; Bradyrh 
ref|NR_025856.1 

3938625 394003 
ales; Methylobac 


v 


219846247 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 

Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 
Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Methylobacterium 
1 Methylobacterium 
teriaceae; 


ref |NR_025837.1 


Mesorhizobium loti 


strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


439852 Bacteria_1 


strain gal 1261 1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
439852 Bacteria_16S 4005765 4005709 53 109 gi|219846221|ref|NR_025811.1] Salinimonas 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Salinimonas. 

439852 Bacteria_16S 4019386 4019286 3 103 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

439852 Bacteria_16S 4045188 4045132 53 109 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

439852 Bacteria_16S 4048317 4048217 3 103 gi|219846188|ref|NR_025778.1| Alicyclobacillus 
vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyclobacillus vulcanalis 


Bacteria; 


Firmicutes; 


strain MSS-155 16 
Firmicutes; Bacil 


439852 Bacteria_16S 


strain 34633 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
439852 Bacteria_16S 
hispanicus strain 


hispanicus Bacter 


439852 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


aquaticum strain 
Bacteria; Proteob 


439852 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


439852 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


439852 Bacteria_16S 


delbrueckii subsp 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


439852 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


439852 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


439852 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


439852 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


439852 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


439852 Bacteria_16S 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


439852 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


439852 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


439852 Bacteria_16S 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 


Firmicu 
439852 Bacteria_16S 
strain ON59 16S r 
Lacto 
439852 Bacteria_16S 


6S 3980458 3980358 3 103 


gi 


tes; Bacillales; Alicyclobacillaceae; 
4117638 4117538 3 103 gi 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
4132924 4132824 3 103 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4223105 4223005 3 103 

ribosomal RNA, partial sequence 


gi 


4224642 4224542 3 103 gi 
DSM 5352 16S ribosomal RNA, partial s 
ia; Firmicutes; Bacillales; Salinicocc 
4239719 4239619 3 103 gi 
GP34 16S ribosomal RNA, partial seque 


4241178 4241078 3 103 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
186001 185902 4 103 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
303292 303193 4 103 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
380501 380414 16 103 gi 
indicus strain NCC725 16S ribosomal 


414504 414417 16 103 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; Lacto 
440723 440624 4 103 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
512705 512618 16 103 gi 
CCUG 47156 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 
772805 772718 16 103 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
849223 849116 3 109 gi 
ain LX3 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


968719 968628 18 109 gi 
rain YC75 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
Kitasatospora. 

1123735 1123648 16 103 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1150836 1150730 3 109 gi 
n QMT2 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodospi 
1261129 1261026 7 109 gi 


, 


gi 


4116858 41 


acteria; Alphaproteobacteria; Rhizobia 
439852 Bacteria_16S 


indicus Bacteria; 


219846238 


6S ribosomal RNA, partial sequence 3979744 39812 


Alicycl 
219846139 


occus. 
219846125 


4132144 41336 


219846056 


4222451 42238 
izobiace 


rh 
219846055 
equence 

us. 
219846042 
nce 42390 


265678939 


185230 18674 
elotrichac 


265678858 


302503 30397 
elotrichac 


265678801 


265678778 
equence 


265678761 


439970 44147 
Entomoplasmataceae; M 


265678710 
sequence 


265678531 
quence 


265678480 
uence 
eria; 
265678398 
equence 


ae; 


224581425 


1122944 11244 


illus. 
253680756 
ence 11501 
rillales; 
219846707 


oba 


183 


les; Methylobacteriaceae; 
219846041|ref|NR_025631.1 
ce 4240469 4241874 Methyl 


les; Methy 


RNA, parti 
Firmicutes; 


bacillacea 


ococcaceae 


nobacteria 


Ente 


Actino: 


ref |NR_025828.1 


cillus. 
ref|NR_025729.1 
54 Streptococcus 


ref|NR_025715.1 
65 Halobacillus 


ref |NR_025646.1 
ae; Afipia. 
ref|NR_025645.1 

4223876 422538 


ref |NR_025632.1 
11 4240418 Methyl 


loba 
ref 


cteriaceae; 
NR_029247.1 


eae. 
ref|NR_029164.1 
eae. 
ref 

als 


NR_029106.1 
equence 


ref|NR_029083.1 

413724 415278 
e; Lactobacillu 
ref|NR_029066.1 


n 


lasma. 
ref|NR_029015.1 

511957 513395 
; Streptococcus. 
ref |NR_028835.1 

772034 773579 
ceae; Atopostipe 
ref |NR_028783.1 

848542 849823 
robacteriales; E 


esop 


ref|NR_028700.1 
967981 969477 
mycetales; Strep 


ref |NR_027206.1 
63 Lactobacillus 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 


Lactobacillales; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


Streptococcus minor 
minor Bacteria; 


Halobacillus locisalis 


locisalis Bacteria; 


Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Salinicoccus 
3 Salinicoccus 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Clostridium ramosum 


8 Clostridium ramosum Bacteria; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Lactobacillus 
Lactobacillus 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Streptococcus 
Streptococcus 


Atopostipes 
Atopostipes 

Ss. 

Klebsiella 
Klebsiella 
nterobacteriaceae; 


Kitasatospora 
Kitasatospora 
tomycineae; 


Lactobacillus antri 
antri Bacteria; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 


ref|NR_026299.1 


Brevibacterium 


1260397 1261800 Brevibacterium mcbrellneri 


ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Brevibacteriaceae; 
439852 Bacteria_16S 
strain ATCC 25258 
Bacteria; Firmicutes; 
439852 Bacteria_16S 

strain ATCC 19645 
Firmicutes; Lacto 
439852 Bacteria_16S 
intestinalis stra 
intestinalis Bacteria; 
439852 Bacteria_16S 

strain DSM 5661 1 


Brevibacterium. 
1526037 1525950 16 
16S ribosomal RNA, partial sequence 
Lactobacillales; 
1745128 1745041 16 
16S ribosomal RNA, partial sequence 
bacillales; 
1837715 1837628 16 
in DSM 6629 16S ribosomal RNA, partial 
Firmicutes; 
1839278 1839191 16 
6S ribosomal RNA, partial sequence 1838512 18400 


21 Lactobacillus 


103 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 

1525289 1526784 Lactobacillus jensenii 
Lactobacillaceae; Lactobacillus. 

103 gi|219878377|ref|NR_025516.1| Streptococcus ratti 

1744369 1745812 Streptococcus ratti Bacteria; 
Streptococcaceae; Streptococcus. 
103 gi|219878310|ref|NR_025449.1| Lactobacillus 
sequence 1836949 1838461 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
103 gi|219878309|ref|NR_025448.1| Lactobacillus hamsteri 


hamsteri Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

439852 Bacteria_16S 1851542 1851436 3 109 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 
strain SE3104 16S ribosomal RNA, partial sequence 1850849 1852130 Roseospira navarrensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

439852 Bacteria_16S 1944192 1944105 16 103 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

439852 Bacteria_16S 1966961 1966902 50 109 gi|219878217|ref|NR_025356.1| Thiocapsa litoralis 
strain BM5 16S ribosomal RNA, partial sequence 1966261 1967704 Thiocapsa litoralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

439852 Bacteria_16S 2038557 2038470 16 103 gi|219878169|ref|NR_025308.1| Virgibacillus proomii 


strain LMG 12370 
Firmicutes; Bacil 
439852 Bacteria_16S 
johnsonii strain 
johnsonii Bacteria; 
439852 Bacteria_16S 
strain CCUG 43179 
Bacteria; Firmicutes; 
439852 Bacteria_16S 

halotolerans stra 
Bacteria; Firmicutes; 
439852 Bacteria_16S 

psychrotolerans s 
psychrotolerans Bacteria; 
439852 Bacteria_16S 
floricola strain 
Bacteria; Proteob 
439852 Bacteria_16S 
kitasatonis strai 
kitasatonis Bacteria; 
439852 Bacteria_16S 

strain AP3 16S ri 
Proteobacteria; G 
439852 Bacteria_16S 
strain DSM 5069 1 
Bacteria; Thermotogae; 
439852 Bacteria_16S 

fornicalis strain 
fornicalis Bacteria; 
439852 Bacteria_16S 
strain 150 16S ri 
Firmicutes; Erysi 
439852 Bacteria_16S 
strain DSM 6035 1 
Firmicutes; Lactobacillal 
439852 Bacteria_16S 
strain DSM 4864 1 
Firmicutes; Lactobacillal 
439852 Bacteria_16S 
F275 16S ribosoma 
Lactobacillales; Lactobac 
439852 Bacteria_16S 
strain SGT-108 16 
Proteobacteria; G 
439852 Bacteria_16S 


Tenericutes; Mollicutes; 


Firmicutes; 

2465559 2465472 16 
16S ribosomal RNA, 
Lactobacillales; 
2628097 2628010 16 
in NN 16S ribosomal RNA, partial seque 
Bacillales; Bacillaceae; 
2681015 2680918 6 
train IDR2-2 16S ribosomal RNA, partia 


Firmicutes; 
2779970 2779867 3 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thi 
2790528 2790425 3 
6S ribosomal RNA, partial sequence 2789778 27912 
Thermotogales; 
3009696 3009609 16 
TV1018 16S ribosomal RNA, partial seque 
Firmicutes; Lactobacillales; 
3030842 3030743 4 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3304815 3304728 16 
6S ribosomal RNA, partial sequence 3304055 33055 
Lactobacillaceae; 
3306355 3306268 16 
6S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillaceae; 
3861538 3861451 16 
1 RNA, partial sequence 


Firmicutes; 


2695721 2695619 7 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2704887 2704800 16 
n JCM 1039 16S ribosomal RNA, partial 
Lactobacillales; 


es; 


es; 


illaceae; 


103 gi 


103 gi 


complete sequence 
Lactobacillaceae 


103 gi 


103 gi 


Lactobacillales; 
109 gi 


103 gi 


106 gi 


27 
106 gi 
Thermotogaceae; 
103 gi 


103 gi 


103 gi 
103 gi 
103 gi 
106 gi 


103 gi 


Lactob 


Gracilib 


Lact 


HY 


Lacto 


Lactobac 


Lactobac 


16S ribosomal RNA, partial sequence 2037802 20393 
lales; Bacillaceae; Virgibacillus. 
2083239 2083152 16 
ATCC 33200 16S ribosomal RNA, partial 
Lactobacillales; 


se 
ac 


246 
Lactob 


, 


e 262 
illus. 


ne 
ac 


a 
Ca 


sequen 
rnobac 


e 26 
llale 


9 
s 


nc 
Pi 


se 
ob 


e 
a 


quenc 
acill 


79259 27 
otricha 


8 
c 


hermotog 
nce 


bacillac 


elotrich 
illus. 
il 


lus. 


iellacea 


219878134 
quence 

illaceae 
219857406 


219857246 


219857202 


219857191 


219857185 


219857130 


219857123 


219846917 


219846903 


3030089 30315 


219846718 


219846717 


219846321 
3860745 3862279 Lacto 
Lactobacillus. 
4067776 4067677 7 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 
4079953 4079902 52 
strain BC-3 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


219846174 
4067035 40685 


219846166 
4079234 4080748 Spiroplasma melliferum Bacteria; 
Spiroplasmataceae; 


07 Virgibacillus 


NR_025273.1 
2082477 208396 
ctobacillus. 
NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024876.1 
22 2628862 Gracil 


47 
ac 


73 


ref |NR_024830.1 

2680270 268176 
riaceae; Alkalib 
ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref |NR_024813.1 

2704122 270562 
ae; Lactobacillu 
ref|NR_024758.1 


ce 
te. 


50 


v 


ce 


06 
ea hiothrix. 


NR_024751.1 


e°L 
ref 


a. 
ref|NR_026509.1 

3008942 301036 
e; Lactobacillu 
ref |NR_026495.1 


ea 


n 


aceae. 
ref|NR_026310.1 


44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref 
baci 


NR_025911.1 
llus reuteri 


ref|NR_025764.1 


e; Aquicella. 


ref 


proomii Bacteria; 


Lactobacillus 
3 Lactobacillus 


Lactobacillus mucosae 
acillus mucosae 


Gracilibacillus 
ibacillus halotolerans 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Saccharibacter 
ribacter floricola 
Saccharibacter. 
Lactobacillus 
7 Lactobacillus 
Ss. 
Thiothrix eikelboomii 


v 


79 Thiothrix eikelboomii Bacteria; 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Lactobacillus 
2 Lactobacillus 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 


oris Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


NR_025756.1 


Spiroplasma. 


Spiroplasma melliferum 


439852 Bacteria_16S 4137507 4137408 4 103 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

439852 Bacteria_16S 4143769 4143670 4 103 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

439852 Bacteria_16S 4148418 4148367 52 103 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

439852 Bacteria_16S 4180707 4180608 4 103 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

439852 Bacteria_16S 4209358 4209271 16 103 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

439852 Bacteria_16S 4242673 4242586 16 103 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

439852 Bacteria_16S 46040 45938 7 109 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
439852 Bacteria_16S 108213 108111 7 109 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

439852 Bacteria_16S 115960 115858 7 109 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

439852 Bacteria_16S 163053 162951 7 109 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

439852 Bacteria_16S 201297 201247 53 103 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

439852 Bacteria_16S 221392 221290 7 109 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

439852 Bacteria_16S 225875 225773. 7 109 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
439852 Bacteria_16S 227382 227280 7 109 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Mycobacterium. 


439852 Bacteria_16S 


strain 47001 16S 
Actinobacteria; A 


439852 Bacteria_16S 


strain 358 16S ri 
Actinobacteria; A 


439852 Bacteria_16S 


strain F 628 16S 
Actinobacteria; A 


439852 Bacteria_16S 


strain ATCC 51131 
Bacteria; Actinob 
Mycobacterium. 


439852 Bacteria_16S 
RA161 16S ribosomal RNA, partial seque 


saeculare strain 
Bacteria; Actinob 


439852 Bacteria_16S 


strain YIM 70081 
Actinobacteria; A 


439852 Bacteria_16S 


sandarakina strai 
sandarakina Bacte 
Nesterenkonia. 


228888 228786 7 109 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
230396 230294 7 109 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
297348 297246 7 109 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
333960 333858 7 109 gi 
16S ribosomal RNA, partial sequence 


gi 


gi 


gi 


acteria; Actinobacteridae; Actinomycet 


338633 338531 7 109 


gi 


Bifidobacte 
109 gi 


acteria; Actinobacteridae; 
359408 359306 7 


ctinobacteridae; Actinomycetales; Micr 
360954 360852 7 109 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


439852 Bacteria_16S 


strain AIP 354.02 


394334 394228 3 109 gi 
16S ribosomal RNA, partial sequence 


228138 22959 
Cory 


229646 23110 
Cory 


296587 29794 
Cory 


ales; Cory 


265678910 


nebacterin 
265678909 


nebacterin 
265678862 


nebacterin 
265678838 

33324 
ales; Cory 


265678832 


neba 


ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


neba 


ref 


5 Mycobacterium 


3 Mycobacterium 


9 Mycobacterium 


5 334704 Mycob 


cterineae; M 


NR_029218.1 


Mycobacteri 
NR_029217.1 


Mycobacteri 
NR_029168.1 


Mycobacteri 
NR_029143.1 
a 
M 


cterineae; 


NR_029137.1 


ycobacteriaceae; 


Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 

Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Bifidobacterium 


16S ribosomal RNA, partial sequence 358665 36015 


nce 33788 
riales; Bi 
265678815 


6 339399 Bifido 
fidobacteriaceae 
ref|NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029119.1 

360205 361665 
etales; Micrococ 


bacterium saeculare 
Bifidobacterium. 
Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


v 


ococcineae : 


265678814 
sequence 
Actinomyc 


265678792|ref|NR_029097.1| Oribacterium sinus 
393626 394999 Oribacterium sinus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 


439852 Bacteria_16S 


strain YIM 70085 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 


Micrococcaceae; N 


439852 Bacteria_16S 429874 429772 7 109 gi|265678768|ref|NR_029073.1 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Nesterenkonia. 

439852 Bacteria_16S 431384 431278 3 109 gi| 265678767 |ref|NR_029072.1 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Roseomonas. 

439852 Bacteria_16S 442261 442159 7 109 gi|265678760|ref|NR_029065.1 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; B 
Bifidobacterium. 

439852 Bacteria_16S 448375 448269 3 109 gi|265678756|ref|NR_029061.1 
strain 5424 16S ribosomal RNA, partial sequence 447654 44913 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
439852 Bacteria_16S 478819 478717 7 109 gi| 265678732 |ref|NR_029037.1 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

439852 Bacteria_16S 480368 480266 7 109 gi|265678731|ref|NR_029036.1 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

439852 Bacteria_16S 488146 488056 3 93 gi|265678726|ref|NR_029031.1 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marino 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
439852 Bacteria_16S 530961 530859 7 109 gi|265678698|ref|NR_029003.1 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
Mycobacterium avium complex (MAC). 

439852 Bacteria_16S 538600 538498 7 109 gi| 265678693 |ref|NR_028998.1 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Mycobacteriaceae; Mycobacterium. 

439852 Bacteria_16S 560005 559899 3 109 gi|265678679|ref|NR_028984.1 
strain 173-96 16S ribosomal RNA, partial sequence 559287 56077 


422080 421978 7 109 gi 
16S ribosomal RNA, partial sequence 421 


426787 426685 7 109 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
439852 Bacteria_16S 561542 561436 3 109 gi| 265678678 |ref|NR_028983.1 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 
Roseomonas. 

439852 Bacteria_16S 567634 567528 3 109 gi|265678674|ref|NR_028979.1 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexiba 
439852 Bacteria_16S 581074 580972 7 109 gi| 265678665 |ref|NR_028970.1 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Mycobacteriaceae; Mycobacterium. 

439852 Bacteria_16S 617550 617448 7 109 gi|265678640|ref|NR_028945.1 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

439852 Bacteria_16S 624958 624856 7 109 gi|265678635|ref|NR_028940.1 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
439852 Bacteria_16S 638732 638626 3 109 gi| 265678625 |ref|NR_028930.1 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenot 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
439852 Bacteria_16S 641831 641729 7 109 gi| 265678623 |ref|NR_028928.1 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Nesterenkonia. 

439852 Bacteria_16S 648061 647959 7 109 gi|265678619|ref|NR_028924.1 


265678773 
328 42283 


ococcineae 


265678770 


1 sequence 
e; Actinomycet 


ref |NR_029078.1 


; Yaniellaceae; 
ref|NR_029075.1 

426041 427535 
ales; Microc 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Roseomonas gilardii 
Roseomonas gilardii 
tobacteraceae; 


Bifidobacterium 
Bifidobacterium 


ifidobacteriaceae; 


Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Mycobacterium 
Mycobacterium 

cterineae; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


Marinomonas 
monas ushuaiensis 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 


nebacterineae; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 

Roseomonas 
Roseomonas 
etobacteraceae; 


Conexibacter woesei 


woesei Bacteria; 


cter. 
Mycobacterium 
Mycobacterium 
acterineae; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


439852 Bacteria_16S 
cetonica strain 4 
Bacteria; 
439852 Bacteria_16S 


strain gM-1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


439852 Bacteria_16S 
botniense strain 


Mycobacterium. 
439852 Bacteria_16S 
strain MDA5527 16 


687110 687020 19 


712545 712443 7 


714104 714002 7 


741765 741659 3 


S ribosomal RNA, partial sequence 


109 gi 


80 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


109 gi 


109 gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


109 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


439852 Bacteria_16S 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Gordonia. 


Gordoniaceae; 
439852 Bacteria_16S 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 
montefiorense Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 


Mycobacteriaceae; 
439852 Bacteria_16S 
strain AC 615 16S 


439852 Bacteria_16S 


777475 777373 7 


811217 811115 7 


838604 838546 51 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1075351 1075245 3 


109 gi 


109 gi 


109 gi 


109 gi 


Stre 


265678591 


265678574 


711792 71330 
nebacterineae; 


265678573 


265678553 


741046 74252 
Acetobacteraceae; 


265678528 
sequence 


265678505 


265678487 


837961 83941 
ptosporangineae; 


265678327 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 


tukisamuensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 


Nocardiaceae; 
439852 Bacteria_16S 


1090356 1090298 51 


109 gi 


265678316 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


roseoviolacea Bacteria; Actinobacteria; Actinobacterida 


Streptosporangiaceae; 
439852 Bacteria_16S 

strain NBRC 13755 
Bacteria; 
439852 Bacteria_16S 
strain NRRL 15532 


Nonomuraea. 
439852 Bacteria_16S 
sanguinis strain 


Brevibacterium. 
439852 Bacteria_16S 


CMS 81 16S ribosomal RNA, 
Actino: 


Actinobacteridae; 
439852 Bacteria_16S 


16S ribosomal 
Bacteria; Actinobacteria; 


CF63 16 
Bacteria; Actinobacteria; 


Nonomuraea. 
1094909 1094803 3 


1106893 1106835 51 


1132706 1132604 7 


1137220 1137118 7 
complete sequence 


1166007 1165957 53 


109 gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


109 gi 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


109 gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


mycetales; Micrococcineae; Micr 


1131955 1133449 Brevib 
Micrococcineae; 
109 gi|253680765|ref|NR_028013.1 
1136447 1137959 Leifsonia aurea Bacte 
obacteriaceae; Leifsonia. 
103 gi|228720470|ref|NR_027592.1 


265678313 
10942 


265678304 
11062 


253680768 


68634 


71335 
Corynebacterineae; 


Actinomycetales; 


rtial sequence 
e; Actinomycetales; 


e; Actinomycetales; 


e; Actinomycetales; 


Streptosporangineae; 


ref|NR_028896.1 
3 687857 Desul 


ref |NR_028879.1 
8 Mycobacterium 


ref |NR_028878.1 


ref|NR_028857.1 


ref|NR_028832.1 
776745 778221 


ref|NR_028808.1 


810468 
ref 


NR_028790.1 


ref|NR_028629.1 
1074605 107593 


ref|NR_028618.1 
1089685 109113 


ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_028606.1 
17 1107715 Nonomu 


ref|NR_028016.1 


Desulfosarcina 


fosarcina cetonica 
Desulfobacteraceae; 


Desulfosarcina. 
Mycobacterium caprae 
caprae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


9 714869 Mycobacterium botniense 
Mycobacteriaceae; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 
Roseomonas. 


Gordonia 
Gordonia 


Corynebacterineae; 


Mycobacterium 
811984 Mycobacterium 


Corynebacterineae; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Rhodococcus 
5 Rhodococcus 


Corynebacterineae; 


Nonomuraea 
7 Nonomuraea 


Streptosporangineae; 


Acetobacter peroxydans 

acter peroxydans 

; Acetobacter. 
Nonomuraea longicatena 

raea longicatena 

Streptosporangiaceae; 


Brevibacterium 
acterium sanguinis 


Brevibacteriaceae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Clostridium spiroforme 


DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 


Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 


439852 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 
439852 Bacteria_16S 
strain CDC 941078 


Mycobacterium. 
439852 Bacteria_16S 
strain NCIMB 7030 


439852 Bacteria_16S 
str. 


439852 Bacteria_16S 
thermacidophilum 


1235583 1235481 7 


1250628 1250526 7 


1298654 1298552 7 


1316973 1316871 7 


Twist 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1330767 1330665 7 


109 gi 


109 gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


109 gi 


55 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


109 gi 


109 gi 


219878254 


strain DSM 44346 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


219857412 
12499 


219846893 
12979 


228715851 


1316224 13177 


219846082 


subsp. porcinum strain P3-14 16S ribosomal RNA, 


Actinomycetales; Co 


Corynebacterineae; 


ococcineae; 


ref |NR_025393.1 


123486 


ref|NR_025000.1 
18 1251238 Mycoba 
M 


ref |NR_026485.1 
19 1299312 Brevib 
Brevibacteriac 
ref|NR_027540.1 
Trop 
ref|NR_025672.1 
complete sequenc 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Tropheryma whipplei 


07 Tropheryma whipplei str. Twist 
Micrococcineae; 


heryma. 
Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales; 
439852 Bacteria_16S 


strain HKI 0122 1 


Bacteria; Actinob 


Beutenbergia. 


439852 Bacteria_16S 


Bifidobacterium. 
109 gi 


Bifidobacteriaceae; 
1333892 1333790 7 


1336889 1336803 17 103 gi 


228721490 


6S ribosomal RNA, partial sequence 1333148 13346 
acteria; Actinobacteridae; Actinomycetales; 


228721486 


gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 


Micrococcineae; 


ref |NR_027613.1 
32 Beutenbergia 
Beut 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


ref |NR_027609.1 
1336206 133758 


Phaeobacter 
7 Phaeobacter 


gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Phaeobacter. 
439852 Bacteria_16S 1344594 1344492 7 109 gi 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 
Geodermatophilus. 
439852 Bacteria_16S 1461047 1460945 7 109 
strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 1476203 1476101 7 109 gi 
subsp. avium strain DSM 44156 16S ribosomal RNA, partia 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium co 
439852 Bacteria_16S 1490023 1489921 7 109 gi 
strain IBS G15036 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
439852 Bacteria_16S 1557776 1557674 7 109 gi 
terrestris strain HKI 0186 16S ribosomal RNA, partial s 
terrestris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 

439852 Bacteria_16S 1560758 1560656 7 109 gi 
canariasense strain 502329 16S ribosomal RNA, partial s 
canariasense Bacteria; Actinobacteria; Actinobacteridae 
Mycobacteriaceae; Mycobacterium. 

439852 Bacteria_16S 1562289 1562195 16 109 gi 
kestanbolensis strain K4 16S ribosomal RNA, partial seq 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacill 
439852 Bacteria_16S 1581831 1581725 3 109 gi 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, parti 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacte 
439852 Bacteria_16S 1603513 1603411 7 109 gi 
picturae strain LMG 22061 16S ribosomal RNA, partial se 
picturae Bacteria; Actinobacteria; Actinobacteridae; Ac 
Brevibacterium. 
439852 Bacteria_16S 


gi 
oc 


1 


, 


al 


Ac 


’ 


ue 
ac 


al 
rd 


qu 
ti 


v 


1680936 1680830 3 109 gi 
mediatlanticus strain TR 16S ribosomal RNA, partial seq 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococc 
439852 Bacteria_16S 1722262 1722156 3 109 gi 
strain NF11 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
439852 Bacteria_16S 1723803 1723697 3 109 gi 
strain NF23 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 
439852 Bacteria_16S 1726719 1726617 7 109 gi 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial seq 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacteriaceae; Mycobacterium. 
439852 Bacteria_16S 1728258 1728156 7 
strain DSM 44222 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
439852 Bacteria_16S 1729795 1729693 7 109 gi 
strain DSM 44515 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
439852 Bacteria_16S 1731307 1731205 7 109 gi 
moriokaense strain DSM 44221 16S ribosomal RNA, partial 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

439852 Bacteria_16S 1735874 1735772 7 109 gi 
vaccimaxillae strain R10176 16S ribosomal RNA, partial 
vaccimaxillae Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; Actinomyces. 

439852 Bacteria_16S 1743572 1743470 7 109 gi 
metallicus strain R2A 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardiopsis. 

439852 Bacteria_16S 


ue 
i; 


or 


or 


109 gi 


ne 


ne 


s 
A 


se 
e; 


ce 
al 
1749620 1749514 3 


109 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ac 


228721038 
omycetales 


224581412 
1460297 14618 


219878445 


™mp 
219846947 


219846193 
eq 


219846147 
eq 


219846143 


219878490 


219878475 


219878421 
219878393 
1721510 17230 


219878392 
1723051 17245 


219878390 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 


219878388 
16S ribosomal RNA, partial sequence 1729064 17305 


219878387 


219878384 


219878378 


219878374 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 17503 


ref|NR_027601.1 
50 1345331 Geode 
Frankineae; G 


13438 


’ 


ref |NR_027193.1 


; Micrococcacea 
ref|NR_025584.1 
1475465 147693 
cetales; Coryne 
Jz 
ref |NR_026539.1 
76 1490698 Coryn 
nebacterineae; 


occineae 


sequence 
Actinomy 
lex (MAC 


14892 
es; Cory 
ref|NR_025783.1 

1557082 155852 
tales; 


uence 
tinomyce 


ref |NR_025737.1 
1560055 156148 
cetales; Coryneb 


uence 


Actinomy 


ref|NR_025733.1 
1561538 156291 
xybacillus. 
ref |NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025614.1 
1602772 160426 
les; Micrococcin 


nce 
eae; Ano 

sequenc 
a; Rhodo 


ence 
nomyceta 


ref|NR_025560.1 

1680196 168167 
es; Thermaceae; 
ref |NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


v 


nce 
Thermal 


axellace 


axellace 


uence 
inomycet 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


bacterin 


bacterin 


equence 
ctinomyc 


ref |NR_025523.1 
quence 1735130 173662 
Actinomycetales; Actino 


ref|NR_025517.1 
31 1744318 Nocard 
ptosporangineae; 


17428 


es; Stre 


ref|NR_025513.1 


etobacteraceae; Acetobac 


439852 Bacteria_16S 1751112 1751006 3 109 gi 


219878373 


ref |NR_025512.1 


Lr 
e 


b 


e 
Cc 


Streptomy 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 
e 


; Kocuria. 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Anoxybacillus 
3 Anoxybacillus 


Rhodovarius 
8 Rhodovarius 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Vulcanithermus 
6 Vulcanithermus 
Vulcanithermus. 
Psychrobacter luti 
luti Bacteria; 
Ys 

Psychrobacter fozii 
fozii Bacteria; 
r. 

Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Nocardiopsis 
iopsis metallicus 


Nocardiopsaceae; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 


439852 Bacteria_16S 1833186 1833084 7 109 gi|219878313|ref|NR_025452.1| Bifidobacterium 
scardovii strain CCUG 13008 16S ribosomal RNA, partial sequence 1832458 1833837 Bifidobacterium 
scardovii Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

439852 Bacteria_16S 1874283 1874177 3 109 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

439852 Bacteria_16S 1913587 1913481 3 109 gi|219878253|ref|NR_025392.1| Acinetobacter ursingii 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 1912872 1914310 Acinetobacter ursingii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

439852 Bacteria_16S 1959369 1959263 3 109 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 1968525 1968419 3 109 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 


Firmicutes; 
439852 Bacteria_ 
smegmatis strain 


smegmatis Bacteri 
Mycobacteriaceae; 


439852 Bacteria_ 


strain CCUG 35957 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


439852 Bacteria_ 


strain B1953/27.1 


Proteobacteria; 
439852 Bacteria_ 


elephantis strain 
elephantis Bacter 
Mycobacteriaceae; 


439852 Bacteria_ 


propionicum Bacte 
Propionibacteriac 


Bacil 


lales; Bacillales Family X. Incertae S 


16S 2044822 2044716 3 109 gi 


16S ribosomal RNA, partial sequence 


edis; 


ococcineae; 
219878165 
440 


20 


Thermicanus. 


16S 2033934 2033832 7 109 gi|219878172|ref|NR_025311.1| Mycobacterium 

ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 

a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

16S 2035490 2035384 3 109 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 


Micrococcaceae; Rothia. 
ref|NR_025304.1| Luteimonas mephitis 
53 2045572 Luteimonas mephitis Bacteria; 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Luteimonas. 
16S 2052625 2052523 7 109 gi|219878157|ref|NR_025296.1| Mycobacterium 
DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
16S 2076981 2076879 7 109 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Propionibacterium. 
16S 2081652 2081550 7 109 gi|219878135|ref|NR_025274.1| Propionibacterium 


439852 Bacteria_ 


avidum strain DSM 
Bacteria; Actinob 
Propionibacterium. 


439852 Bacteria_ 


heidelbergense st 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
439852 Bacteria_ 


hydrothermalis st 
hydrothermalis Bacteria; 


Thermomonas. 
439852 Bacteria_ 


pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; Mycobacte 


439852 Bacteria_ 
africanum strain 


africanum Bacteri 


Mycobacteriaceae; 
439852 Bacteria_ 


scrofulaceum stra 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


439852 Bacteria_16S 


tokaiense strain 


tokaiense Bacteri 


Mycobacteriaceae; 


439852 Bacteria_16S 


poriferae strain 


poriferae Bacteri 


Mycobacteriaceae; 


439852 Bacteria_16S 


strain ATCC 19422 


acteria; Actinobacteridae; Actinomycet 


16S 2090716 2090614 7 109 gi 
rain 2554/91 16S ribosomal RNA, partial 
Mycobacterium. 

16S 2093815 2093709 3 109 gi 
rain SGM-6 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobac 


16S 2112108 2112006 7 
6482 1 
acteria 


109 gi 
; Actinobacteridae; Actinomycet 
rium tuberculosis complex. 

2128780 2128678 7 109 gi 
420 16S ribosomal RNA, partial 


16S 
ATCC 25 
a; 
Mycobacterium; Mycobacterium tubercul 
16S 2130258 2130156 7 109 gi 
in ATCC 19981 16S ribosomal RNA, parti 


Mycobacterium. 
2131763 21316617 
ATCC 27282 16S 
a; 
Mycobacterium. 
2133266 21331647 
ATCC 35087 16S 
a; Acti 
Mycobacterium. 
2134780 2134678 7 109 gi 
16S ribosomal RNA, partial sequence 


109 gi 
ribosomal RNA, partial 


109 gi 
ribosomal RNA, partial 


4901 16S ribosomal RNA, partial sequenc 
al 


6S ribosomal RNA, partial sequenc 
al 


Actinobacteria; Actinobacteridae; Act 
os 


al 


Actinobacteria; Actinobacteridae; Act 


nobacteria; Actinobacteridae; Act 


20 
P 


e 
es; 


219878129 
sequence 


219878126 
sequence 
te 


ria; 


219857660 
21113 
Corynebacterineae; 


e 
es; 


219857649 
sequence 
inomycet 
is compl 
219857648 
sequenc 
Actinomyceta 


219857647 
sequence 
inomycet 


219857646 
sequence 
inomycet 


219857645 


809 
rop 


Actinomycetales; 


Xanthomonadales; 


23 2082426 Propionibacterium avidum 
ionibacterineae; Propionibacteriaceae; 


ref|NR_025268.1| Mycobacterium 
2089993 2091437 Mycobacterium 
Corynebacterineae; 


ref|NR_025265.1] Thermomonas 
2093069 2094546 Thermomonas 
Xanthomonadaceae; 


Mycobacterium 
acterium pinnipedii 
Mycobacteriaceae; 


ref |NR_025249.1 
81 2112761 Mycob 


ref |NR_025238.1| Mycobacterium 
2128040 2129472 Mycobacterium 

ales; Corynebacterineae; 

ex. 

ref |NR_025237.1 

e 2129523 213098 

les; Coryneb 


Mycobacterium 
8 Mycobacterium 
acterineae; 


ref|NR_025236.1 
2131039 213248 
ales; Corynebac 


Mycobacterium 
9 Mycobacterium 
erineae; 


ref|NR_025235.1| Mycobacterium 
2132540 2133989 Mycobacterium 
ales; Corynebacterineae; 


ref|NR_025234.1| Mycobacterium microti 


2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 


439852 Bacteria_16S 
strain ATCC 51384 


2136297 21361957 
16S ribosomal 


439852 Bacteria_16S 2148332 21482307 
strain MUP 1182 16S ribosomal RNA, 


439852 Bacteria_16S 2154344 2154238 3 
strain H-8 16S ribosomal 


109 


109 


109 


RNA, partial sequence 


gi 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


gi 


2153652 21550 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


439852 Bacteria_16S 2164972 2164870 7 


strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 2195335 2195229 3 


109 


109 


gi 


gi 


219857644 


219857636 


complete sequence 2147582 2149114 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857632 


219857625 


219857602 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 


maanshanensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococcus. 
439852 Bacteria_16S 2218010 2217908 7 


109 


gi 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 2248366 2248264 7 


109 


gi 


219857587 


219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 


luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 

439852 Bacteria_16S 2249932 2249846 17 
fructosus strain 
fructosus Bacteria; 
439852 Bacteria_16S 
ficulneus strain 
Bacteria; Firmicutes; 
439852 Bacteria_16S 


Firmicutes; 
2251457 225137117 


Lactobacillales; 
2309258 2309200 51 


DSM 20349 16S ribosomal RNA, partial sequence 
Lactobacillales; 


103 gi| 219857566 
Fructobacillus. 
103 gi| 219857565 


109 


FS-1 16S ribosomal RNA, partial sequence 
Fructobacillus. 


gi 


219857523 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 


Actinobacteria; Actinobacteridae; Actinomycetales; 


439852 Bacteria_16S 2327537 2327435 7 


strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 2574201 2574095 3 


109 


109 


Streptosporangineae; 


gi 


gi 


219857511 


219857285 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 


aminophilus Bacteria; 
Desulfovibrio. 
439852 Bacteria_16S 


Proteobacteria; 


2629653 2629547 3 


109 


strain Se-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
439852 Bacteria_16S 
strain CIP 103464 


Deinococci; 
2640241 2640139 7 


439852 Bacteria_16S 2709415 2709309 3 


Thermales; 


109 


109 


strain AA08 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


439852 Bacteria_16S 2715319 2715213 3 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


okhotskensis Bacteria; 
Psychrobacter. 
439852 Bacteria_16S 
sphaerica strain 
sphaerica Bacteria; Actinobacteria; 
Streptosporangiaceae; 
439852 Bacteria_16S 


Proteobacteria; 


2752677 2752619 51 


Planomonospora. 
2754173 2754115 51 


109 


109 


109 


Deltaproteobacteria; 


gi 


219857239 


2628913 26303 
Thermaceae; Thermus. 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


219857231 
26395 


219857182 


2708714 27101 


gi 


gi 


JCM 9374 16S ribosomal RNA, partial sequence 
Actinobacteridae; Act 


gi 


219857178 


219857151 


219857150 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27549 
Streptosporang 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
439852 Bacteria_16S 


2770797 2770691 3 


109 


gi 


219857137 


strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


439852 Bacteria_16S 2810019 2809913 3 


S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


439852 Bacteria_16S 2817517 2817467 53 


109 


gi 


219857110 


2809318 2810728 Asaia 


103 


gi 


Asaia. 
219856912 


cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotric 


Coprobacillus. 


439852 Bacteria_16S 2819011 2818953 51 


109 


gi 


219856911 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 


Acetobacteraceae; 


Actinomycetales; 


Actinomycetales; 


Desulfovibrionales; De 


Pseudomonadales; 


inomycetales; 


ref |NR_025233.1 


ref|NR_025225.1 
ref|NR_025221.1 
ref 


NR_025214.1 


ref |NR_025190.1 


ND 


ref|NR_025175.1 


ref|NR_025155.1 
2247616 224914 


ref |NR_025154.1 
2249193 225066 


ref|NR_025153.1 


ref|NR_025111.1 


ref|NR_025099.1 


ref|NR_024916.1 
2573428 257495 


ref |NR_024867.1 


ref |NR_024859.1 
12 2640976 Mycoba 
Mycobacteri 
ref|NR_024810.1 
Asaia. 
ref |NR_024806.1 

2714566 271605 
Mora 


ref|NR_024779.1 
2752000 275344 
Streptospo 


ref|NR_024778.1 


ineae; Streptosp 


ref|NR_024765.1 
eae; Nocardiacea 
ref |NR_024738.1 
siamensis Bacte 


ref |NR_024733.1 
2816799 281828 


Mycobacterium brumae 


2135574 2137022 Mycobacterium brumae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Mycobacterium parmense 
parmense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 
Rubritepida. 


Mycobacterium marinum 
marinum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Rhodococcus 


194621 2196031 Rhodococcus 
Corynebacterineae; 


Mycobacterium lacus 


2217272 2218741 Mycobacterium lacus Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Streptomyces 
2 Streptomyces 


Streptomycineae; 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 


2250718 2252192 Fructobacillus ficulneus 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Mycobacterium doricum 
doricum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 
Acetobacteraceae; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 


orangiaceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Asaia siamensis strain 
ria; Proteobacteria; 


Coprobacillus 
3 Coprobacillus 


hales; Erysipelotrichaceae; 


ref |NR_024732.1 
2818334 281977 


Planomonospora 
7 Planomonospora 


venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

439852 Bacteria_16S 2820504 2820446 51 109 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

439852 Bacteria_16S 2821998 2821940 51 109 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 
Planomonospora parontospora subsp. antibiotica Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Streptosporangiaceae; Planomonospora. 

439852 Bacteria_16S 2825065 2824959 3 109 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 

439852 Bacteria_16S 3011126 30110247 109 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

439852 Bacteria_16S 3018699 3018593 3 109 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

439852 Bacteria_16S 3020219 3020113 3 109 gi|219846910|ref|NR_026502.1| Thermus antranikianii 


strain HN3-7 16S 
Deinococcus-Therm 


439852 Bacteria_16S 


strain TA68 16S r 
Actinobacteria; A 


439852 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


439852 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


439852 Bacteria_16S 


strain DSM 43678 
Actinobacteria; A 


439852 Bacteria_16S 


strain DSM 44140 
Actinobacteria; A 


439852 Bacteria_16S 


strain DSM 44183 
Actinobacteria; A 


439852 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


439852 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


439852 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


439852 Bacteria_16S 


strain DSM 20138 
Actinobacteria; A 


439852 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


439852 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; G 


439852 Bacteria_16S 


strain DSM 20032 
Actinobacteria; A 


439852 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


ribosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3092765 3092663 7 109 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3112255 3112165 19 109 gi 
11383 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; 
3224447 32243457 109 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
3250051 3249993 51 109 gi 
Stre 

gi 


ctinobacteridae; Actinomycetales; 
3321403 33213017 109 


ctinobacteridae; Actinomycetales; Cory 
3336567 3336465 7 109 gi 


ctinobacteridae; Actinomycetales; Cory 
3338076 33379747 109 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3339588 3339486 7 109 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 
3394403 33943017 109 gi 
ctinobacteridae; Actinomycetales; Micr 
3403542 3403440 7 109 gi 


ctinobacteridae; Actinomycetales; Micr 
3417161 3417059 7 109 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3429048 3428942 3 109 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
3454409 3454307 7 109 gi 


ctinobacteridae; Actinomycetales; Micr 
3477236 3477130 3 109 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 


439852 Bacteria_16S 


3591390 3591284 3 109 gi 


Desulfob 


3019481 30209 


Thermus. 
219846860 


3092041 30935 
occineae; 


oc 
219846847 
nce 31115 
acterales; 
219846771 
32236 
Acti 


ales; 


219846754 


16S ribosomal RNA, partial sequence 3249381 32508 


ptosporang 
219846705 


16S ribosomal RNA, partial sequence 3320684 33221 


nebacterin 
219846694 


16S ribosomal RNA, partial sequence 3335845 33373 


nebacterin 
219846693 
al sequenc 
e; 
219846692 
rtial sequ 


dae; Actin 


219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 


ococcineae 
219846633 
tial seque 
ae; Actino 


’ 


219846625 
34282 
hewanellac 
219846607 


16S ribosomal RNA, partial sequence 3453662 34551 


ococcineae 
219846591 
al sequenc 
e; 


219846515 


pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 


Actinomycet 


Actinomycet 


ref |NR_026452.1 
; Micrococcacea 
ref |NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 
ref |NR_026346.1 
inea 
ref 


e; Streptosp 
NR_026297.1 


eae; Gordoniacea 
ref|NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref|NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


ref|NR_026241.1 


; Brevibacteriac 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref|NR_026225.1 
nce 341641 
myce Actin 


tales; 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref |NR_026199.1 
; Micrococcaceae 
ref |NR_026183.1 
e 3476498 347797 
ales; Coryne 


55 Thermus antranikianii Bacteria; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
e: 


Kocuria. 

Desulfobacter 

obacter halotolerans 

eae; Desulfobacter. 
Actinomyces europaeus 

myces europaeus 

nomycetaceae; 


v 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Mycobacterium hodleri 
hodleri Bacteria; 

aceae; Mycobacterium. 
Mycobacterium 

3 Mycobacterium 

bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 


nebacterineae; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Arthrobacter ilicis 


ilicis Bacteria; 


, 


Arthrobacter. 
Actinomyces 

6 3417841 Actinomyces 
omycineae; 


Shewanella benthica 
ella benthica Bacteria; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Rhodococcus 
1 Rhodococcus 
bacterineae; 


ref|NR_026107.1 
3590670 359214 


Acetobacter 
8 Acetobacter 


pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 

439852 Bacteria_16S 
hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; Mycobacterium. 
439852 Bacteria_16S 3615811 3615709 7 
strain 1066 16S ribosomal RNA, partial 


3608235 3608133 7 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


439852 Bacteria_16S 
komossense strain 
Bacteria; Actinob 
Mycobacterium. 
439852 Bacteria_16S 3622949 3622847 7 
subsp. paratuberculosis strain 5617 16S 
avium subsp. para 
Corynebacterineae; 
439852 Bacteria_16S 
strain 3015 16S r 


3617320 3617218 7 


3624450 3624348 7 
ibosomal RNA, partial 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


439852 Bacteria_16S 
strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 
439852 Bacteria_16S 
bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; Mycobacterium. 
439852 Bacteria_16S 
strain IFO 14097 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
439852 Bacteria_16S 
strain IFO 14094 16S ribosomal RNA, par 
Actinobacteria; Actinobacteridae; Actin 
439852 Bacteria_16S 
strain 104 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actin 
439852 Bacteria_16S 
strain IFO 13155 
Actinobacteria; Actinobacteridae; Actin 
439852 Bacteria_16S 3840373 38402717 
aggregatus strain 
Bacteria; Actinob 
Blastococcus. 
439852 Bacteria_16S 
alimentarius stra 
alimentarius Bact 
Psychrobacter. 
439852 Bacteria_16S 
cosmeticum strain 
cosmeticum Bacteria; Actinobacteria; Ac 
Mycobacteriaceae; Mycobacterium. 

439852 Bacteria_16S 4058718 4058616 7 
alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; Citricoccus. 

439852 Bacteria_16S 4063225 40631237 
nebraskense strain UNMC-MY1349 16S ribo 
nebraskense Bacte 
Mycobacteriaceae; Mycobacterium. 
439852 Bacteria_16S 4073832 40737307 
parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; Mycobacterium. 
439852 Bacteria_16S 4120704 4120602 7 
strain KMM 3637 1 


3636740 3636638 7 
16S ribosomal RNA, pa 


3664333 36642317 


4022475 4022369 3 
eria; Proteobacteria; 


4039180 4039078 7 


439852 Bacteria_16S 
syrphidicola stra 
syrphidicola Bacteria; 
439852 Bacteria_16S 


Tenericutes; Mol 


3736351 3736293 51 


3743667 3743609 51 


3745132 3745074 51 


3746593 3746535 51 
16S ribosomal RNA, partial sequence 3745947 37473 


4157662 4157612 53 


ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


109 gi|219846500|ref|NR_026092.1| Mycobacterium 

equence 3607525 3608920 Mycobacterium 
inomycetales; Corynebacterineae; 
109 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
sequence 3615060 3616515 Mycobacterium gadium Bacteria; 

nebacterineae; Mycobacteriaceae; Mycobacterium. 

109 gi|219846494|ref|NR_026086.1| Mycobacterium 
ce 3616566 3618027 Mycobacterium komossense 


Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


109 
ribosomal RNA, 


tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 


109 gi| 219846489 |ref|NR_026081.1 
sequence 3623734 3625217 Mycobacterium 
nebacterineae; Mycobacteri 

109 gi| 219846481 |ref|NR_026073.1 


acteria; Actinobacteridae; Actinomycet 


DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


B15 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


in JG-100 16S ribosomal RNA, partial s 


LTA-388 16S ribosomal RNA, partial se 


rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


ria; Actinobacteria; Actinobacteridae; 


strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


6S ribosomal RNA, partial sequence 4119951 41 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
4139023 4138973 53 
in EA-1 16S ribosomal RNA, partial seq 


gi 


ales; 


219846490 
pa 


ob 


Cory 


rtial se 
Actinobac 
acterium avi 


nebacterineae; 
ref 
quen 
teri 


NR_026082.1 
ce 36222 
dae; Actino 
um complex 


( 


chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 


chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; 


M 


2 
mycetales; 


ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium duvalii 


rtial sequence 3636002 3637503 Mycobacterium duvalii 
ales; Corynebacterineae; Mycobacteriaceae; 

109 gi|219846462|ref|NR_026054.1| Mycobacterium 

equence 3663577 3665092 Mycobacterium 
inomycetales; Corynebacterineae; 

109 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 
tial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 
omycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 

109 gi|219846405|ref|NR_025996.1| Nonomuraea ferruginea 
tial sequence 3743020 3744434 Nonomuraea ferruginea Bacteria; 
omycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 

109 gi|219846404|ref|NR_025995.1| Nonomuraea fastidiosa 
sequence 3744485 3745896 Nonomuraea fastidiosa Bacteria; 
omycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 

109 gi|219846403|ref|NR_025994.1| Nonomuraea angiospora 

57 Nonomuraea angiospora Bacteria; 
omycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 

109 gi|219846335|ref|NR_025925.1| Blastococcus 

ce 3839632 3841072 Blastococcus aggregatus 
ales; Frankineae; Geodermatophilaceae; 

109 gi|219846208|ref|NR_025798.1| Psychrobacter 

equence 4021723 4023216 Psychrobacter 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

109 gi|219846197|ref|NR_025787.1| Mycobacterium 

quence 4038441 4039947 Mycobacterium 
tinobacteridae; Actinomycetales; Corynebacterineae; 

109 gi|219846181|ref|NR_025771.1| Citricoccus 

ial sequence 4057969 4059448 Citricoccus 
ae; Actinomycetales; Micrococcineae; 

109 gi|219846177|ref|NR_025767.1| Mycobacterium 
somal RNA, complete sequence 4062487 4063992 Mycobacterium 

Actinomycetales; Corynebacterineae; 
109 gi|219846170|ref|NR_025760.1| Mycobacterium 
1 sequence 4073095 4074562 Mycobacterium 
idae; Actinomycetales; Corynebacterineae; 
109 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
21473 Brevibacterium celere Bacteria; 
ococcineae; Brevibacteriaceae; Brevibacterium. 
103 gi|219846121|ref|NR_025711.1| Spiroplasma 
uence 4138305 4139820 Spiroplasma 
licutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

103 gi|219846109|ref|NR_025699.1| Spiroplasma 

4156944 4158458 Spiroplasma 
Spiroplasmataceae; Spiroplasma. 


439852 Bacteria_16S 
n JC2044 16S ribosomal RNA, partial se 
Gammaproteobacter 


ganghwensis strai 
ganghwensis Bacte 


439852 Bacteria_16S 


strain M175 16S r 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


439852 Bacteria_16S 


dassonvillei subs 


4195838 4195788 53 103 gi 
Proteobacteria; 
4233687 4233585 7 109 


ibosomal RNA, partial sequence 


ria; 
gi 


42980 42923 52 109 gi 
strain IMMIB D-1215 16S ribosomal RNA, 


Nocardiopsis. 


85266 85209 52 109 gi 


p. 


4232932 42344 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
439852 Bacteria_16S 


Bacteria; Actinobacteria; Actinobacter 


dassonvillei strain IMRU 509 16S ri 


219846078 
quence 

ia; Oceano 
219846046 


nebacterin 
265679035 
partial s 
idae; Acti 


265679006 
bosomal RN. 


ref|NR_025668.1 
195136 419657 
spirillales; Hah 
ref |NR_025636.1 
22 Mycobacterium 
eae; Mycobacteri 
ref |NR_029343.1 
equence 42294 
nomycetales; St 


rs 


r 


ref 
A, Pp 


NR_029314.1 
artial seque 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 
Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


Nocardiopsis 


nce 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


439852 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


439852 Bacteria_16S 


strain Prevot 247 


Streptosporangineae; Nocardiopsaceae; 
103684 103591 16 109 gi 
21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


126676 126579 7 104 gi 
7B 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


439852 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


439852 Bacteria_16S 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


439852 Bacteria_16S 


marinus strain MH 
Bacteria; Proteob 


439852 Bacteria_16S 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


439852 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


ciconiae strain B 
Bacteria; Actinob 
Corynebacterium. 


439852 Bacteria_16S 


IMMIB R-145 16S r 
Actinobacteria; A 


439852 Bacteria_16S 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


439852 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


439852 Bacteria_16S 


strain J72 16S ri 
Actinobacteria; A 


439852 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


439852 Bacteria_16S 


strain IEGM 16S r 
Actinobacteria; A 


439852 Bacteria_16S 


strain 213E 16S r 
Actinobacteria; A 


439852 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


176839 176738 3 104 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
245869 245812 52 109 gi 
n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


341695 341602 16 109 gi 
-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
398805 398748 52 109 gi 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 

505121 505020 3 104 

ribosomal RNA, partial sequence 


gi 


acteria; Actinobacteridae; Actinomycet 


917739 917682 52 109 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
919304 919247 52 109 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
998042 997949 16 109 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


gi 


Cory 
gi 


439852 Bacteria_16S 


strain JB-A2 16S 


1001074 1000981 16 109 gi 
ribosomal RNA, partial sequence 


504361 50587 
motogales; Thermotogaceae; Thermosipho. 
439852 Bacteria_16S 


524832 524739 16 109 gi| 265678702 
$13 16S ribosomal RNA, partial sequence 52414 
acteria; Actinobacteridae; Actinomycetales; Cory 

544608 544551 52 109 gi| 265678689 
ibosomal RNA, partial sequence 543951 54542 
ctinobacteridae; Actinomycetales; Corynebacterin 

573628 573535 16 109 gi| 265678670 
m strain Medalle X 16S ribosomal RNA, partial se 
m Bacteria; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

611292 611215 26 103 gi| 265678644 
TMW 1.80 16S ribosomal RNA, complete sequence 
a; Firmicutes; Lactobacillales; Lactobacillaceae 

789676 789619 52 109 gi| 265678519 
bosomal RNA, partial sequence 789013 79048 
ctinobacteridae; Actinomycetales; Corynebacterin 

880827 880770 52 109 gi| 265678458 
37 16S ribosomal RNA, partial sequence 88012 


917039 91855 


918602 92011 


Nocardiops 
265678994 
10297 
ales; Cory 
265678978 
12591 
nomycineae 
265678945 
e 17604 
les; Vibri 
265678898 
equence 
Actinomyc 


265678830 
ce 34093 
hales; Pis 
265678789 
tial seque 
idae; Acti 


265678715 


ales; Pseu 


265678433 


nebacterin 
265678432 


nebacterin 
265678379 
ce 99729 
hales; Pis 
265678377 


eae; 


quen 
tino 


eae; 


dono 


eae; 


eae; 


ciri 


is. 
ref |NR_029302.1 
6 104435 Tsukam 


nebacterineae; T 
ref |NR_029286.1 
8 127358 Actino 
; Actinomycetace 
ref |NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref |NR_029206.1 

245166 246646 
etales; Coryneba 


ref |NR_029135.1 
6 342344 Hydrog 
cirickettsiaceae 
ref|NR_029094.1 
nce 398145 
nomycetales; Cor 


ref|NR_029020.1 


Tsukamurella pulmonis 
urella pulmonis 
sukamurellaceae; 


Actinomyces meyeri 

myces meyeri Bacteria; 

ae; Actinomyces. 
Photobacterium 

acterium leiognathi 

cterium. 

Rhodococcus 

Rhodococcus 

cterineae; Nocardiaceae; 


Hydrogenovibrio 

enovibrio marinus 
Hydrogenovibrio. 
Nocardia 

399618 Nocardia 
ynebacterineae; 


v 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


ref |NR_029007.1 
6 525550 Coryne 
nebacterineae; C 


ref|NR_028994.1 


Corynebacterium 
bacterium ciconiae 
orynebacteriaceae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


Nocardiacea 
NR_028975.1 
ce 572888 
mycetales; C 


ref 


ref |NR_028949.1 
10536 612079 
; Lactobacillus. 


ref|NR_028823.1 


a 


e; Nocardia. 
Corynebacterium 

574399 Corynebacterium 
orynebacterineae; 


Lactobacillus 
Lactobacillus 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


Gordoniacea 
ref |NR_028760.1 
9 881579 Lentze 
cardineae; A 


ref |NR_028735.1 


e; Gordonia. 

Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


Gordoniacea 


ref |NR_028734.1 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


Gordoniacea 
ref|NR_028681.1 
1 998749 Thiomi 
ckettsiacea 


ref 


e: 


e; Gordonia. 
Thiomicrospira 
crospira kuenenii 


; Thiomicrospira. 


NR_028679.1 


Thiomicrospira frisia 


1000320 1001783 Thiomicrospira frisia Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


439852 Bacteria_16S 
strain IFM 10035 


1039018 1038961 52 


109 


gi 


16S ribosomal RNA, partial sequence 1038318 10398 


265678352 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 1040527 1040470 52 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 


109 


gi 


265678351 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 1042065 1042008 52 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 


109 


gi 


265678350 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 
strain IFM 10084 


1043625 1043568 52 


109 


gi 


16S ribosomal RNA, partial sequence 1042934 10444 


265678349 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 
strain YZ-96 16S 


1045181 1045124 52 


109 


ribosomal RNA, partial sequence 


gi 


1044481 10459 


265678348 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 1052757 1052700 52 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 


109 


gi 


265678342 


ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 
strain ES10.1 16S 


1131131 1131074 52 


439852 Bacteria_16S 1147797 1147740 52 


strain IMMIB R-1434 16S ribosomal RNA, partial sequence 


109 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


109 


gi 


1130448 11319 
Streptosporangineae; 


gi 


253680769 


253680758 


ref 


04 Nocardiopsis 


ref 


1147115 1148603 Nocard 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 1153811 1153710 3 


strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 11545 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


439852 Bacteria_16S 1256613 1256520 16 


efficiens YS-314 


Corynebacterium. 
439852 Bacteria_16S 
16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
439852 Bacteria_16S 1326166 1326109 52 


1265605 1265528 26 


104 


109 


103 gi 
Clostridium. 
109 gi 


YIM 30243 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 1343040 1342939 3 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferri 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; 


439852 Bacteria_16S 1350677 1350620 52 


104 


109 


DSM 43247 16S ribosomal RNA, partial sequence 


439852 Bacteria_16S 
subsp. costicola 
costicola subsp. 
Salinivibrio. 

439852 Bacteria_16S 


1355271 1355170 3 
costicola Bacteria; 


1450625 1450532 16 


spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
439852 Bacteria_16S 1521344 1521287 52 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 152215 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
439852 Bacteria_16S 
strain SNG49 16S 


1639669 1639612 52 


439852 Bacteria_16S 
strain 75-80 16S 


1659646 1659545 3 


439852 Bacteria_16S 1682492 1682395 7 


strain R5292 16S 


439852 Bacteria_16S 
strain DSM 44494 


1740438 1740381 52 


439852 Bacteria_16S 1781402 1781309 16 


104 


109 


109 


109 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 


104 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


109 


109 


strain 4-0 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


439852 Bacteria_16S 1810195 1810138 52 


109 


strain Kb2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


16S ribosomal RNA, partial sequence 1255896 12573 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1325499 13269 


gi 


gi 


1349993 13514 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


gi 


gi 


1638983 16404 
Streptosporangineae; 


gi 


1658880 16603 
onaceae; Grimontia. 


gi 


1681727 16832 
nomycineae; 


gi 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


1780670 17821 
Micrococcineae; 


gi 


253680754 


219857144 


219846539 


219846136 


228721107 


228720546 


228720264 


224581420 


219857610 


219878450 


219878435 


219878420 


219878380 


219878349 


219878329 


ref 


ref 


ref 


ref 


44 Nocardia alba 


ref 


monas balearica 


ref 


ref 


strain ATCC 33508 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrion 


ref 


1449903 145131 
Actinomycetales; 


ref 


Actinomycetales; 


ref 


69 Nocardiopsis 


ref 


ref 


Ac 
ref 


36 Nocardiopsis 
Streptosporangineae; 


ref 


ref 


NR_028654.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028651.1 


Nocardiacea 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028017.1 


Nocardiop 
NR_028006.1 


Nocardiacea 


NR_028002.1 


NR_024772.1 


NR_026131.1 


NR_025726.1 


Nocardiacea 
NR_027602.1 


Ferrimonas 


NR_027594.1 


NR_027590.1 
135446 
NR_027201.1 
Coryneb 
NR_025199.1 
Coryn 
NR_025589.1 
Nocardiop 
NR_025574.1 
NR_025559.1 


tinomycetace 
NR_025519.1 


Nocardiop 
NR_025488.1 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardiopsis exhalans 


exhalans Bacteria; 


saceae; Nocardiopsis. 
Nocardia ignorata 

ia ignorata Bacteria; 

e; Nocardia. 
Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacterineae; C 


orynebacteriaceae; 


Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridiaceae; 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Ferrimonas balearica 
DSM 9799 Bacteria; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
Corynebacterineae; G 


ordoniaceae; Gordonia. 
Salinivibrio costicola 

9 1355953 Salinivibrio 

ales; Vibrionaceae; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Nocardia 
6 Nocardia 


ebacterineae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
Micrococcaceae 


; Citricoccus. 


NR_025468.1 


Gordonia westfalica 


1809512 1810989 Gordonia westfalica Bacteria; 


Corynebacterineae; Gordoniaceae; Gordonia. 


439852 Bacteria_16S 1852871 1852814 52 109 gi|219878299|ref|NR_025438.1| Thermobifida 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 1853675 Thermobifida 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Thermobifida. 

439852 Bacteria_16S 1855982 1855889 16 109 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

439852 Bacteria_16S 1858949 1858856 16 109 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

439852 Bacteria_16S 1877207 1877150 52 109 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

439852 Bacteria_16S 1907616 1907519 7 104 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
439852 Bacteria_16S 1909073 1908973 3 103 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 


sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 
439852 Bacteria_16S 1916695 1916594 3 104 gi|219878250|ref|NR_025389.1 
strain DSM 13256, 16S ribosomal RNA, partial sequence 1915911 1917433 Thermo 


Thermosipho geolei 
sipho geolei Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

439852 Bacteria_16S 1932115 1932018 7 104 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

439852 Bacteria_16S 2078532 2078439 16 109 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

439852 Bacteria_16S 2099829 2099772 52 109 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

439852 Bacteria_16S 2157353 2157296 52 109 gi|219857630|ref|NR_025219.1| Streptomonospora alba 


strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 21581 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
Streptomonospora. 
439852 Bacteria_16S 2161827 2161770 52 109 gi| 219857627 |ref|NR_025216.1 


strain F829 16S ribosomal RNA, partial sequence 2161153 21625 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
439852 Bacteria_16S 2189313 2189212 3 104 gi| 219857606 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
439852 Bacteria_16S 2233125 2233068 52 109 gi|219857577|ref|NR_025165.1 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordon 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniacea 
439852 Bacteria_16S 2252923 2252866 52 109 gi|219857564|ref|NR_025152.1 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
439852 Bacteria_16S 2306254 2306161 16 109 gi|219857525|ref|NR_025113.1 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 230551 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Tsukamurellaceae; Tsukamurella. 

439852 Bacteria_16S 2335066 2334966 3 103 gi| 219857505 |ref|NR_025093.1 
strain DM12 16S ribosomal RNA, partial sequence 2334350 23357 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
439852 Bacteria_16S 2383421 2383364 52 109 gi|219857471|ref|NR_025059.1 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 2382752 2384208 Nocard 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
439852 Bacteria_16S 2404721 2404644 26 103 gi| 219857457 |ref|NR_025045.1 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

439852 Bacteria_16S 2409293 2409236 52 109 gi|219857454|ref|NR_025042.1 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Strept 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptomonospora. 

439852 Bacteria_16S 2438198 2438141 52 109 gi|219857429|ref|NR_025017.1 


bacterin 


Nocardiacea 
NR_025195.1 


eae; 
ref 


43 Streptomonospora alba Bacteria; 


saceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 
Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Tsukamurella 

7 2307028 Tsukamurella 
acterineae; 


Paracoccus methylutens 


05 Paracoccus methylutens Bacteria; 


Ss. 

Nocardia abscessus 

ia abscessus Bacteria; 

e; Nocardia. 
Lactobacillus kimchii 

kimchii Bacteria; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Nocardia beijingensis 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


439852 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


439852 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


439852 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


439852 Bacteria_16S 


strain VKM Ac-145 


nitrophenolicus s 
nitrophenolicus B 
Nocardioidaceae; 


439852 Bacteria_16S 


strain MS1-3 16S 


strain IFM 10088 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


439852 Bacteria_16S 


strain SM2-1 16S 
Proteobacteria; G 
schlegeliana stra 
schlegeliana Bact 


439852 Bacteria_16S 


marinintestina st 
marinintestina Ba 
Shewanella. 


439852 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


baikonurensis str 
baikonurensis Bac 


Nocardiaceae; 


strain IHB1 16S r 
Thermotogae; 


strain MK703-102F 


strain JCM 9989 1 
Firmicutes; Clost 


439852 Bacteria_16S 


strain SJS0289-JS 


strain IFO 13613 


strain IFO 16068 


strain 10.268-1 1 


aurantiacus Bacte 
Nocardioidaceae; 


439852 Bacteria_16S 


2439762 2439661 3 104 
ain Z-0021 16S ribosomal RNA, 
teria; Proteobacteria; 


2504647 2504586 42 103 


tes; Clostridia; Clostridiales; 
2510772 2510715 52 109 


2512279 2512222 52 109 


2656871 2656814 52 109 


Nocardioides. 
2677877 2677820 52 109 
ribosomal RNA, partial sequence 


2688376 2688319 52 109 


2719849 2719792 52 109 


ardia. 
2733649 2733548 3 104 
ribosomal RNA, partial sequence 


2735139 2735038 3 104 


eria; Proteobacteria; 
2736629 2736528 3 104 


cteria; Proteobacteria; 


2740986 2740885 3 104 


2746822 2746765 52 109 


2828129 2828028 3 104 
ibosomal RNA, partial sequence 


2834151 2834094 52 109 


2889714 2889629 18 103 


ridia; Clostridiales; 


2906364 2906307 52 109 


2929246 2929146 3 103 
2954857 2954800 52 109 
2985313 2985256 52 109 


3012639 3012582 52 109 


ammaproteobacteria; Alteromonadales; 
439852 Bacteria_16S 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
439852 Bacteria_16S 
ain Al1-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 
439852 Bacteria_16S 


gi 


complete 
Gammaproteobact 


gi 


R1 16S ribosomal RNA, partial sequence 
Lachno 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


7 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
439852 Bacteria_16S 
train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteridae; 


Streptosporang 


gi 


gi 
26 


gi 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
439852 Bacteria_16S 
rain IFM 0265 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


2732909 27 
s 


gi 


in HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacte 


gi 


rain IK-1 16S ribosomal RNA, partial s 
Gammaproteobac 


gi 


2740223 27 


gi 


gi 


2827347 28288 
Thermotogales; Thermotogaceae; Thermosipho. 
439852 Bacteria_16S 


gi 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
439852 Bacteria_16S 


gi 


6S ribosomal RNA, partial sequence 2888980 28904 
Eubacteriaceae; 


gi 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
439852 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
439852 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
439852 Bacteria_16S 


gi 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
439852 Bacteria_16S 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi 


Marmoricola. 
3023221 3023164 52 


109 gi 


219857428 
sequence 


219857379 
25039 
spiraceae; 

219857370 
25100 
ales; 
219857369 
25115 


219857219 
1 


219857204 
77198 26786 


219857197 
891 


219857175 
al sequenc 
Act 


219857165 

343 
hewanellac 
219857164 


ria; Al 
219857163 
equence 
teria; 


219857160 
416 
eromo 
219857156 
equence 


219856905 
219856901 
28334 
219856863 
Eubacteriu 
219856852 
29056 
219856837 


locystacea 
219856820 


219846933 


219846915 


Actinomyc 


eria; Methyloc 


sequence 


Actinomyc 


rineae; 


inomycetales; 


teromon 


Alteromonadales; 


Actinomycet 


ref|NR_025016.1 

2438995 244052 
occales; 
ref|NR_024967.1 


robacterium. 
NR_024958.1 


Spo 
ref 


porangineae; 


ref|NR_024957.1 
ineae; Nocardio 
ref |NR_024847.1 

2656189 265766 
etales; 
ref |NR_024832.1 


Nocardiace 
NR_024825.1 


ref 


ref|NR_024803.1 
e 2719156 272065 


ref|NR_024793.1 
eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
adales; 
ref|NR_024791.1 

2735889 273732 
S 


ref |NR_024788.1 


ref|NR_024784.1 
2746146 274749 
ales; Coryne 


ref |NR_024726.1 


ref |NR_024722.1 


Nocardiacea 
NR_024682.1 


eae; 
ref 


m. 
ref|NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_024656.1 
56 Terasakiella 
e; 
ref 


Terasakiella. 
NR_024639.1 


Gordoniacea 
NR_026525.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_026507.1 
3011945 301344 


25 2505435 Sporob 


Prop 


ae; 


Shewanellaceae; 


Methylobacter 
1 Methylobacter 


Methylococcaceae; 


Sporobacterium 
acterium olearium 


Nocardiopsis trehalosi 


68 2511541 Nocardiopsis trehalosi 
Streptos 


Nocardiopsaceae; 


Nocardiopsis tropica 


92 2513043 Nocardiopsis tropica Bacteria; 
Pp 


saceae; Nocardiopsis. 
Nocardioides 

3 Nocardioides 

ionibacterineae; 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
439852 Bacteria_16S 


Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia 
4 Nocardia 


Corynebacterineae; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 


hewanellaceae; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


nadaceae; Agarivorans. 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Nocardia vinacea 


66 2834941 Nocardia vinacea Bacteria; 


e; Nocardia. 
Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Terasakiella pusilla 


pusilla Bacteria; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Marmoricola 
1 Marmoricola 


etales; Propioni 


bacterineae; 


219846908 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 


ref|NR_026500.1| Gordonia 
3022528 3023984 Gordonia 


polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Gordoniaceae; Gordonia. 
439852 Bacteria_16S 3039949 3039892 52 


109 gi 


219846896 


ref|NR_026488.1| Gordonia alkanivorans 


strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 3097408 3097315 16 


109 gi 


219846857 


confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 


confusum Bacteria; 
Corynebacteriaceae; Corynebacterium. 

439852 Bacteria_16S 3178930 3178837 16 
singulare strain 


Corynebacteriaceae; Corynebacterium. 
439852 Bacteria_16S 3256058 3256001 52 


109 gi 


IBS B52218 16S ribosomal RNA, partial 
singulare Bacteria; Actinobacteria; Actinobacteridae; Act 


109 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846802 
sequence 


219846750 


lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 


lucentensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiopsaceae; Nocardiopsis. 

439852 Bacteria_16S 3257571 3257514 52 
strain DSM 40297 
439852 Bacteria_16S 3259083 3259026 52 
strain DSM 43377 


439852 Bacteria_16S 
dassonvillei subsp. 

Nocardiopsis dassonvillei subsp. 
Actinomycetales; 
439852 Bacteria_16S 


3260593 3260536 52 


3300142 3300041 3 


109 gi 


109 gi 


109 gi 


104 gi 


219846749 


16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


219846748 


16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


219846747 


albirubida strain DSM 40465 16S ribosomal RNA, 


219846721 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 


sulfidovorans Bacteria; 
Methylophaga. 
439852 Bacteria_16S 


Proteobacteria; 


3367174 3367117 52 


Gammaproteobacteria; 


109 gi 


219846672 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 


longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
439852 Bacteria_16S 


Streptosporangium. 
3370170 3370113 52 


109 gi 


219846670 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 


carneum Bacteria; 
Streptosporangiaceae; 
439852 Bacteria_16S 

album strain DSM 


Streptosporangium. 
3371669 3371612 52 


Streptosporangium. 
439852 Bacteria_16S 
strain DSM 44015 


3380831 3380774 52 
16S ribosomal RNA, 


439852 Bacteria_16S 
strain NCTC 10951 


3412744 34126477 


439852 Bacteria_16S 3475660 3475603 52 


109 gi 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


109 gi 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


104 gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


109 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846669 


219846662 


219846636 
34120 


219846592 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


439852 Bacteria_16S 3478783 3478686 7 


104 gi 


219846590 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


439852 Bacteria_16S 3481711 3481614 7 


104 gi 


strain NCTC 11636 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


439852 Bacteria_16S 3492451 3492358 16 


109 gi 


219846588 
34809 


219846581 


inomycetales; 


Actinomycetales; 


Nocardiopsis. 


Thiotrichales; 


Actinomycetales; 


Gordoniaceae; Gordonia. 

ref|NR_026449.1| Corynebacterium 
3096668 3098071 Corynebacterium 

Corynebacterineae; 


ref|NR_026394.1| Corynebacterium 
3178210 3179532 Corynebacterium 
Corynebacterineae; 


ref |NR_026342.1| Nocardiopsis 
3255372 3256832 Nocardiopsis 
Streptosporangineae; 
ref|NR_026341.1| Nocardiopsis listeri 
listeri Bacteria; 
Nocardiopsaceae; Nocardiopsis. 
NR_026340.1| Nocardiopsis alba 
alba Bacteria; 
Nocardiopsaceae; Nocardiopsis. 
NR_026339.1| Nocardiopsis 
partial sequence 3259907 3261367 


ref 


ref 


albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; 


NR_026313.1| Methylophaga 
3299393 3300879 Methylophaga 
Piscirickettsiaceae; 


ref|NR_026264.1| Streptosporangium 
3366504 3367953 Streptosporangium 
Streptosporangineae; 


ref|NR_026262.1| Streptosporangium 
3369499 3370948 Streptosporangium 

Streptosporangineae; 

ref 


NR_026261.1| Streptosporangium 


3370999 3372445 Streptosporangium album 
Streptosporangineae; 


Streptosporangiaceae; 


ref|NR_026254.1| Gordonia hydrophobica 


3380149 3381618 Gordonia hydrophobica 
Corynebacterineae; Gordoniaceae; 


Gordonia. 
ref|NR_026228.1| Actinomyces viscosus 
06 3413422 Actinomyces viscosus Bacteria; 
Actinomycetaceae; Actinomyces. 
ref|NR_026184.1| Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 
Nocardiaceae; Rhodococcus. 
ref|NR_026182.1| Actinomyces georgiae 
43 Actinomyces georgiae Bacteria; 


ref|NR_026180.1| Actinomyces howellii 
66 3482380 Actinomyces howellii Bacteria; 
Actinomycetaceae; Actinomyces. 
ref|NR_026173.1| Mycobacterium 


chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

439852 Bacteria_16S 3737811 3737754 52 109 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 


strain IFO 14525 


439852 Bacteria_16S 
strain IFO 14745 


3748055 3747998 52 


439852 Bacteria_16S 3749621 3749520 3 


strain A089 16S ribosomal RNA, partial sequence 


109 gi 


104 gi 


16S ribosomal RNA, partial sequence 3737165 37385 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


219846402 


16S ribosomal RNA, partial sequence 3747408 37488 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


219846401 


77 Nonomuraea recticatena Bacteria; 
Streptosporangiaceae; Nonomuraea. 
ref |NR_025993.1| Nonomuraea africana 

20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 
NR_025992.1| Vibrio scophthalmi 


ref 


3748871 3750367 Vibrio scophthalmi Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


439852 Bacteria_16S 
strain DSS12 16S 


439852 Bacteria_16S 
Bacteria; 
439852 Bacteria_16S 
strain SW-120 16S 


439852 Bacteria_16S 
strain SW-117 16S 


439852 Bacteria_16S 
strain JC2056 16S 


439852 Bacteria_16S 


3951063 3950962 3 
ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
4002802 4002701 3 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
4028515 4028414 3 
ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Alteromonadales; 
4030064 4029963 3 
ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Alteromonadales; 
4049750 4049693 52 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
4051182 4051125 52 


104 


104 


104 


104 


109 


109 


gi 


219846258 


ref|NR_025848.1| Shewanella violacea 


3950287 3951792 Shewanella violacea Bacteria; 


gi 


gi 


Shewanellaceae; 


219846223 


219846204 


Shewanella. 


ref|NR_025813.1| Photobacterium 


4002046 4003543 Photobacterium lipolyticum 
Vibrionaceae; 


Photobacterium. 


ref|NR_025794.1| Shewanella aquimarina 


4027757 4029255 Shewanella aquimarina Bacteria; 


gi 


Shewanellaceae; 


219846203 


Shewanella. 


ref|NR_025793.1| Shewanella marisflavi 


4029306 4030805 Shewanella marisflavi Bacteria; 


gi 


4049074 4050453 Nocardioides 


gi 


Shewanellaceae; 


219846187 


219846186 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 


ganghwensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardioides. 

4075276 4075219 52 
16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
4179138 4179037 3 


Nocardioidaceae; 
439852 Bacteria_16S 
strain AS 4.1860 


439852 Bacteria_16S 


109 


104 


gi 


gi 


219846169 


219846094 


Shewanella. 
NR_025777.1| Nocardioides aestuarii 
aestuarii Bacteria; 
Nocardioidaceae; Nocardioides. 
ref|NR_025776.1| Nocardioides 


4050504 4051877 Nocardioides 


ref 


Actinomycetales; Propionibacterineae; 


ref|NR_025759.1| Nocardia xishanensis 
Nocardia. 


Shewanella waksmanii 


Nocardiaceae; 


ref |NR_025684.1 


strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 
4216999 4216942 52 


439852 Bacteria_16S 


109 


gi 


Shewanellaceae; 


219846063 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
5299 


Nocardiopsaceae; 
439852 Bacteria_16S 


5199 3 103 


strain R18 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 
6761 
strain M6 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
8218 
strain V2 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
37073 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, part 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; 


439852 Bacteria_16S 


439852 Bacteria_16S 


439852 Bacteria_16S 


Sulfitobacter. 
439852 Bacteria_16S 


439852 Bacteria_16S 
condimenti strain 
Bacteria; Firmicutes; 
439852 Bacteria_16S 

strain KB740 16S 


439852 Bacteria_16S 


38476 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
39962 
F-2 16S ribosomal RNA, 
Bacillales; 
157058 156958 3 
ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
277575 277475 3 


Rhizobiales; 
6661 3 103 
sequence 

Rhizobiales; 
8118 3 103 
sequence 

Rhizobiales; 
36973 3 103 


38376 3 103 


39862 3 103 


Staphylococcus. 
103 


103 


strain Ben 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


439852 Bacteria_16S 


312510 312410 3 


103 


gi 
45 


265679060 
84 5982 


Bartonellaceae; 


gi 
60 


265679059 
33 7437 


Bartonellaceae; 


gi 
74 


265679058 
88 8910 


Bartonellaceae; 


gi 


gi 


gi 


complete sequence 


gi 


265679039 


265679038 


265679037 


265678958 


Actinomycetales; 


ial sequence 36384 
Rhodobacterales; 


37787 
hodobacteraceae; 


39179 


Shewanella. 
ref|NR_025653.1| Nocardiopsis 

4216320 4217772 Nocardiopsis 
Streptosporangineae; 


ref|NR_029368.1| Bartonella doshiae 
Bartonella doshiae Bacteria; 
Bartonella. 
ref|NR_029367.1| Bartonella taylorii 
Bartonella taylorii Bacteria; 
Bartonella. 
ref|NR_029366.1| Bartonella grahamii 
Bartonella grahamii Bacteria; 
Bartonella. 
ref|NR_029347.1| Sulfitobacter 
37736 Sulfitobacter 
Rhodobacteraceae; 


ref|NR_029346.1| Sulfitobacter brevis 
39128 Sulfitobacter brevis Bacteria; 
Sulfitobacter. 
ref|NR_029345.1] Staphylococcus 
40723 Staphylococcus condimenti 
ref 


NR_029266.1| Azoarcus evansii 


156293 157818 Azoarcus evansii Bacteria; 


gi 


265678875 


ocyclaceae; 


Azoarcus. 


ref|NR_029181.1| Mycoplasma feliminutum 


276812 278270 Mycoplasma feliminutum Bacteria; 


gi 


265678852 


saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 
Staphylococcus. 


saccharolyticus Bacteria; 


439852 Bacteria_16S 
subsp. berkhoffii 
subsp. berkhoffii 
439852 Bacteria_16S 
japonicum strain 


Cryptosporangium. 
439852 Bacteria_16S 
strain MB312 16S 


318469 318369 3 
strain 93-C01 16S ribosomal RNA, part 
Bacteria; Proteobacteria; Alphaproteobacteria; 
343111 343019 17 
YU 636-3 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


352060 351960 3 
ribosomal RNA, partial sequence 


Firmicutes; Bacillales; 


103 


109 


103 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


439852 Bacteria_16S 


353522 353422 3 


103 


strain 941 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


439852 Bacteria_16S 


354981 354881 3 


103 


strain AS130 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


gi 


gi 


265678848 


265678829 


ial sequence 317746 31917 


ref|NR_029158.1| Staphylococcus 
311738 313264 Staphylococcus 
ref|NR_029153.1| Bartonella vinsonii 


~ 


Bartonella vinsonii 
Bartonellaceae; Bartonella. 
Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


Rhizobiales; 


Frankineae; 


gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 

351363 352770 Rhodobium orientis Bacteria; 
Rhodobiaceae; Rhodobium. 

gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 


352821 35423 


Hypho: 


gi 


265678820 


microbiaceae; 


3 Rhodoplanes roseus Bacteria; 
Rhodoplanes. 
NR_029125.1 


ref Rhodoplanes elegans 


354284 355690 Rhodoplanes elegans Bacteria; 
Hyphomicrobiaceae; Rhodoplanes. 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


nepalensis strain 


Bacteria; 


seriniphilus stra 


Paracoccus. 


pinnipedialis str 
pinnipedialis Bac 


strain CK74 16S r 


Firmicutes; 


Bacteria; 


strain J1 16S rib 


439852 Bacteria_16S 356458 356358 3 103 gi| 265678818 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 35715 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
439852 Bacteria_16S 365421 365321 3 103 gi| 265678811 
strain A3 16S ribosomal RNA, partial sequence 364736 36609 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
439852 Bacteria_16S 371374 371274 3 103 gi| 265678807 
ain DN34 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; Rhod 
439852 Bacteria_16S 541623 541523 3 103 gi| 265678691 
CW1 16S ribosomal RNA, partial sequence 54086 
Firmicutes; Bacillales; Staphylococcus. 

439852 Bacteria_16S 584130 584030 3 103 gi| 265678663 

in MBT-A4 16S ribosomal RNA, partial sequence 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodo 
439852 Bacteria_16S 661428 661328 3 103 gi| 265678608 
ain A/G14/99/10 16S ribosomal RNA, partial seque 

teria; Firmicutes; Bacillales; Jeotgalicoccus. 
439852 Bacteria_16S 684027 683927 3 103 gi| 265678593 
ibosomal RNA, partial sequence 683287 68472 
Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
439852 Bacteria_16S 754457 754357 3 103 gi| 265678543 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 75371 
Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 
439852 Bacteria_16S 768157 768057 3 103 gi| 265678534 
osomal RNA, partial sequence 767437 76891 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiace 
439852 Bacteria_16S 769687 769615 32 104 gi| 265678533 


VR1 16S ribosomal 
Gammaproteobacter 


439852 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


439852 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
439852 Bacteria_16S 


nubinhibens strai 


Bacteria; 
439852 Bacteria_16S 


Proteob 


salivarius strain 
salivarius Bacter 


439852 Bacteria_16S 


succinus subsp. 


s 


Staphylococcus succinus subsp. 
439852 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


439852 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


439852 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


439852 
subsp. 
subsp. 
439852 
subsp. 


Bacteria_16S 


equorum st 
equorum Ba 


Bacteria_16S 


urealyticu 


capitis subsp. ur 


439852 Bacteria_16S 
carnosus subsp. 
carnosus subsp. 
439852 Bacteria_16S 


c 
Cc 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
870539 870439 3 103 gi 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


908416 908316 3 103 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 

928609 928509 3 103 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
933232 933132 3 103 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
1019172 1019072 3 103 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


1057324 1057224 3 103 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1143322 1143222 3 103 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


1232549 1232449 3 103 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1294246 1294146 3 103 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 
1320083 1319983 3 103 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1321625 1321525 3 103 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 


768965 770424 Vibri 


907717 90916 


succinus Bacteria; 


265678465 
uence 
ria; Rhizo 


265678439 


1356726 1356626 3 103 gi 


ref|NR_029123.1| Sphingopyxis terrae 
7 Sphingopyxis terrae Bacteria; 
adaceae; Sphingopyxis. 
ref|NR_029116.1| Salipiger mucosus 

9 Salipiger mucosus Bacteria; 


aceae; Salipiger. 
ref|NR_029112.1| Pseudovibrio 

370665 372098 Pseudovibrio 
obacterales; Rhodobacteraceae; 
ref|NR_028996.1| Staphylococcus 
2 542331 Staphylococcus nepalensis 
ref|NR_028968.1] Paracoccus 

583422 584837 Paracoccus 
bacterales; Rhodobacteraceae; 
ref|NR_028913.1| Jeotgalicoccus 
nce 660668 662086 Jeotgalicoccus 
ref |NR_028898.1| Clostridium acidisoli 
3 Clostridium acidisoli Bacteria; 
m. 
ref|NR_028847.1| Cardiobacterium 
9 755211 Cardiobacterium valvarum 
Cardiobacteriaceae; Cardiobacterium. 
ref |NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 
ae; Devosia. 
ref |NR_028837.1| Vibrio ruber strain 
o ruber Bacteria; Proteobacteria; 
ref|NR_028768.1| Bradyrhizobium 

869838 871263 Bradyrhizobium 
biales; Bradyrhizobiaceae; 
ref|NR_028741.1| Erythrobacter citreus 


0 Erythrobacter citreus Bacteria; 


Erythrobacteraceae; Erythrobacter. 

265678426 |ref|NR_028728.1| Roseovarius 

nce 927903 929320 Roseovarius nubinhibens 

terales; Rhodobacteraceae; Roseovarius. 
265678423|ref|NR_028725.1| Lactobacillus 

uence 932436 934005 Lactobacillus 

bacillaceae; Lactobacillus. 
265678365|ref|NR_028667.1| Staphylococcus 

A, complete sequence 1018386 1019933 

Firmicutes; Bacillales; Staphylococcus. 

265678339 |ref|NR_028641.1| Rhodopseudomonas 

al sequence 1056603 1058087 Rhodopseudomonas 

eria; Rhizobiales; Bradyrhizobiaceae; 
253680761|ref|NR_028009.1| Pannonibacter 

quence 1142608 1144082 Pannonibacter 

ria; Rhodobacterales; Rhodobacteraceae; 
219878271|ref|NR_025410.1| Bartonella 

quence 1231844 1233289 Bartonella 

cteria; Rhizobiales; Bartonellaceae; Bartonella. 
228715348|ref|NR_027520.1| Staphylococcus equorum 
sequence 1293463 1294956 Staphylococcus equorum 
lococcus. 

228715347 |ref|NR_027519.1] Staphylococcus capitis 

artial sequence 1319300 1320791 Staphylococcus 

ales; Staphylococcus. 

228715346|ref|NR_027518.1| Staphylococcus 

partial sequence 1320842 1322334 Staphylococcus 

es; Staphylococcus. 

228720131|ref|NR_027589.1| Clostridium 


cellulovorans strain 743B 16S ribosomal RNA, partial sequence 


cellulovorans 743B Bacteria; 


Firmicutes; Clostridia; 


Clostridiales; 


1356004 1357489 Clostridium 
Clostridiaceae; Clostridium. 


439852 Bacteria_16S 


HEL-45 16S riboso 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
439852 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


439852 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
439852 Bacteria_16S 


strain S-3 16S ri 


Proteobacteria; Alphaproteobacteria; 
439852 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


439852 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


439852 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


439852 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


439852 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


439852 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


439852 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


439852 Bacteria_16S 


strain CM243 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
439852 Bacteria_16S 


strain T4 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
439852 Bacteria_16S 


VKM B1479 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
439852 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


439852 Bacteria_16S 


echinoides strain 
echinoides Bacter 


439852 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


439852 Bacteria_16S 


DSM 5563 16S ribo 
Gammaproteobacter 


439852 Bacteria_16S 


strain IBS 506 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
439852 Bacteria_16S 


strain IBS 382 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
439852 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
439852 Bacteria_16S 


strain CCBAU 7104 
Bacteria; Proteob 
Rhizobium. 


439852 Bacteria_16S 


strain 91-4 16S r 


1379390 1379290 3 
mal RNA, partial sequence 


103 gi 


1380814 1380714 3 103 gi 
BL2 16S ribosomal RNA, partial sequen 


ridia; Clostridiales; Clostridiales Fa 
1465684 1465584 3 103 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1479337 1479237 3 103 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 
1504952 1504852 3 103 gi 

164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1515377 1515277 3 103 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


1553348 1553248 3 103 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1614021 1613921 3 103 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1615518 1615418 3 103 gi 
ribosomal RNA, partial sequence 


1629128 1629028 3 
osomal RNA, partial sequence 


103 gi 
Beije 
1650397 1650297 3 gi 
osomal RNA, partial sequence 


103 


Xanth 
1684029 1683929 3 103 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1703979 1703879 3 103 gi 
IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1828538 1828438 3 103 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1999312 1999212 3 103 gi 


Enterobacteriales; Enterobacteriac 
2075462 2075362 3 103 gi 
S ribosomal RNA, partial sequence 


ia; 


2084715 2084615 3 103 
S ribosomal RNA, partial sequence 


gi 


2118141 2118041 3 103 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2245275 2245175 3 103 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 


gi 


2295731 2295631 3 103 


ce 


et 
oc 


ue 
le 


1 
te 


E 


id 


au 


ri 


ob 


rt 
tr 


s 
a; 


qu 


a; 


ea 


ne 


ne 


Er 


le 


228717469 
1378686 1380064 Ocean 
hodobacter 
228717274 


mily XI. 
224581409 
1464924 14664 
ocyclaceae 
219878381 


es 
occ 


219846440 


nce 
S; 


219878113 


seq 
ria 


219857220 


nte 


219878467 


ial 


219878466 
1614821 16162 


lob 


219878457 
1628419 16298 


nck 


219878442 
1649700 16511 


act 


219878419 


ial 
idi 


219878405 


equ 
Rh 


219878317 


enc 
Rh 


219878196 
somal RNA, partial sequence 1998561 2000045 Pragi 


e; 


219878139 
2074760 20762 


lla 


219878133 
2084014 20854 


lla 


219857656 
2117441 21188 


yth 


219857569 


Ss; 


gi 
ibosomal RNA, partial sequence 


219857533 
2295034 2296438 Bartonella bovis Bacteria; 


ref 
ibul 
acea 

ref 
13801 


Incer 


ref 
* (AZ 
ref 
equen 
us. 

ref 


teri 
ref 


Eubac 


uence 
; Rhizobi 
ref 
15525 
robacteri 
ref 
16132 
es Family 
ref 
acteracea 
ref 
iaceae; M 
ref 
eraceae; 
ref 
ence 
Clo 
ref 


sequ 
ales; 


ence 
izobi 
ref 
e 
odobacter 
ref 
a fo 
ae 
ref 


Pragi 


Bar 
ref 


ceae; 


Bar 
ref 


ceae; 


tera 
ref 


robac 


22445 


Rhizobiac 


ref 


15 1381523 Methy 


ce 1478573 14801 


1504208 15055 


1514694 15161 


80 1554073 Provi 


59 1614770 Helco 


34 Methylocella 


1703281 17046 
ales; 


1827843 18292 


82 Erythrobacter 


NR_027563.1 
bus indolife 
e; Oceanibul 
NR_027561.1 
1 


acteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Met 
1400300 1400200 3 103 gi|228715353|ref|NR_027525.1 
RNA, partial sequence 1399580 1401060 Sphingomonas wittichi 
Sphingomonadales; Sphingomonadaceae; Sphingo 
1413792 1413692 3 103 gi|224581449|ref|NR_027233.1 
bosomal RNA, partial sequence 1413085 14145 
Sphingomonadales; Sphingomonadaceae; Sphingo 
1418345 1418285 43 103 gi|224581446|ref|NR_027228.1 
16S ribosomal RNA, partial sequence 1417633 14190 


tae Sedis; H 
NR_027190.1 


oarcus. 
NR_025520.1 
0 


NR_026031.1 
5 
aceae; Eubac 
NR_025252.1 
0 
ales; Phyllo 
NR_024848.1 
d 
aceae; Provi 
NR_025606.1 
ic 
XI. Incerta 
NR_025605.1 


e; Woodshole 
NR_025596.1 


ethylocella. 
NR_025581.1 


Labrys. 
NR_025558.1 

168328 
stridiaceae; 
NR_025544.1 
8 
; Methylocys 
NR_025456.1 
6 
ales; Hyphom 
NR_025335.1 
ntium Bacter 


NR_025278.1 


tonella. 
NR_025272.1 


tonella. 
NR_025245.1 


ceae; Erythr 
NR_025157.1 


78 2245989 Rhizob 


eae; Rhizobi 


NR_025121.1 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Methylocella 
ocella silvestris BL2 
hylocella. 

Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Helcococcus sueciensis 
occus sueciensis 

e Sedis; Helcococcus. 
Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


a. 
Methylocella tundrae 


tundrae Bacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Clostridium 

5 1684702 Clostridium 
Clostridium. 
Methylocystis 

7 Methylocystis 

taceae; Methylocystis. 
Oceanicaulis 

6 Oceanicaulis 

onadaceae; Oceanicaulis. 
Pragia fontium strain 

ia; Proteobacteria; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Bartonella bovis 


439852 Bacteria_16S 


strain IBS 193 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
439852 Bacteria_16S 


alkaliphilus stra 
Bacteria; Firmicu 


439852 Bacteria_16S 


strain LBB1 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
439852 Bacteria_16S 


strain IBS 325 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
439852 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


439852 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


439852 Bacteria_16S 


strain C-29 16S r 
Proteobacteria; A 


439852 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


439852 Bacteria_16S 


pasteuri strain A 
pasteuri Bacteria 


439852 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


439852 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


439852 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


439852 Bacteria_16S 


arlettae strain A’ 
arlettae Bacteria 


439852 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


439852 Bacteria_16S 


strain K 16S ribo 
Proteobacteria; A 


439852 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


439852 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


439852 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


439852 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


439852 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


439852 Bacteria_16S 


strain LMG 708 16 
Proteobacteria; G 


439852 Bacteria_16S 


strain BN6 16S ri 
Proteobacteria; A 


2297197 2297097 3 103 
S ribosomal RNA, partial sequence 


gi 


2313870 2313770 3 103 gi 
in T8 16S ribosomal RNA, partial seque 
tes; Bacillales; Salinicoccus. 
2340984 2340884 3 103 
ibosomal RNA, partial sequence 


nc 
gi 


ho 
2395627 2395527 3 103 
S ribosomal RNA, partial sequence 


gi 


ne 
2400147 2400047 3 103 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


se 
ac 


2500118 2500018 3 103 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2549634 2549534 3 103 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2907978 2907878 3 103 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 
2909524 2909424 3 103 gi 
TCC51129 16S ribosomal RNA, partial se 
Firmicutes; Bacillales; Staphylococc 
2911068 2910968 3 103 gi 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2912610 2912510 3 103 gi 
ribosomal RNA, partial sequence 
Bacillales; Staphylococcus. 
2915697 2915597 3 103 gi 
ribosomal RNA, partial sequence 
Bacillales; Staphylococcus. 
2917239 2917139 3 103 gi 
TCC 43957 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2936762 2936662 3 103 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


gi 


Oc 


ne 


se 
cu 


qu 
us 


, 


1 
oc 


16S 
tes; 


16S 
tes; 


eq 
us 


, 


eq 
a; 
3071721 3071621 3 


103 gi 


lphaproteobacteria; Rhizobiales; Beijeri 
3113809 3113709 3 103 gi 
16S ribosomal RNA, complete sequence 

etaproteobacteria; Rhodocyclales; Rhod 
3125931 3125831 3 103 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


Oc 


s 
ri 


3143862 3143762 3 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3163650 3163550 3 103 gi 
172 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 
3197339 3197239 3 103 gi 
RB16-17 16S ribosomal RNA, partial seq 
a; Proteobacteria; Alphaproteobacteria 


103 gi 
te 


e 
ho 


ue 


’ 


3292477 3292371 3 109 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
3312255 3312155 3 103 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 


gi 


an 


Sp 


219857532 
2296489 22979 
nellaceae; 
219857520 


e 


219857501 
2340265 23417 
dobacter 
219857463 
2394935 23963 
llaceae; 
219857460 


que 
ter 


219857382 
2499368 25008 
aceae; 


yel 


219857344 
2548929 25503 
llaceae; 
219856851 


que 
s 


219856850 


enc 


219856849 
sequence 


cus 


219856848 


219856846 


219856845 


uen 


219856832 


uen 
Rh 


219846874 
somal RNA, partial sequence 3071024 3072416 Methy 
nckiacea 
219846846 


yel 


219846838 


equ 
a; 


219846826 


ral 


219846813 


dob 


219846790 


nce 


219846726 
3291719 32932 
thomonad 
219846712 
3311548 33129 


hin 


439852 Bacteria_16S 


3364187 3364135 53 105 gi 


219846674 


spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 


23131 


nce 


ia; R 


nce 


e 


29118 


29149 


ce 


ce 
odosp 


31130 
aceae 


ence 
Rhizo 


31431 
es; R 


31629 
acter 


Sphingomonad 


gomon 


ref|NR_025120.1 
Bartonella. 

ref|NR_025108.1 
25 2314583 Salini 
ref|NR_025089.1 
acea 
ref 


e; Rhodobaca 
NR_025051.1 


Bartonella. 
ref|NR_025048.1 

2399427 240087 
hizobiales; Hyph 
ref |NR_024970.1 
er NZ, 
ref 


oarcus. 
NR_024932.1 


Bartonella. 
ref|NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_024668.1 
2910285 291177 


ref |NR_024667.1 
27 2913320 Staphy 


ref |NR_024665.1 
14 2916405 Staphy 


ref |NR_024664.1 
2916456 291794 


ref|NR_024651.1 
2936039 293748 
irillales; Aceto 


ref 
loce 


NR_026466.1 
lla palustri 
e; Methylocella 
ref |NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref |NR_026430.1 

3125234 312665 
biales; Hyphomic 


ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref |NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref |NR_026382.1 
196654 319807 
ales; Sphing 


w 


ref|NR_026318.1 


acea 
ref 


e; Xanthomon 
NR_026304.1 


adaceae; Sphingo 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Salinicoccus 
coccus alkaliphilus 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Azoarcus toluclasticus 


57 Azoarcus toluclasticus Bacteria; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Methylocella palustris 
s Bacteria; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 


bium. 


ref|NR_026266.1 
3363492 336498 


Verrucomicrobium 
3 Verrucomicrobium 


spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


Verrucomicrobium. 
439852 Bacteria_16S 
strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 
439852 Bacteria_16S 
capsulatus strain 
Bacteria; Proteob 
439852 Bacteria_16S 
aggregatus strain 
aggregatus Bacter 
439852 Bacteria_16S 
strain R91/1468 1 
Firmicutes; Lacto 
439852 Bacteria_16S 
strain H152 16S r 


n. 


439852 Bacteria_16S 
strain IFO 14345 


439852 Bacteria_16S 
hominis strain 65 
Bacteria; Proteob 
439852 Bacteria_16S 
strain AW 25 16S 


3570033 3569933 3 10 


DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 


Acetobacter. 
3577590 3577494 7 10 
216 16S ribosomal RNA, comple 


acteria; Alphaproteobacteria; Rhizobia 


3579054 3578958 7 10 


IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


3600646 3600550 7 10 


3656594 3656494 3 10 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


3739274 3739218 53 10 


3828428 3828328 3 10 


73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 


3844991 3844891 3 10 


ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 3599877 36013 
bacillales; Carnobacteriaceae; Dolosig 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3 gi|219846529|ref|NR_026121.1 
equence 3569313 357079 
rillales; Acetobacteraceae 

3 gi|219846524|ref|NR_026116.1 

te sequence 3576905 3578325 Blasto 
les; Bradyrhizobiaceae; Bl 

3 gi|219846523|ref|NR_026115.1 
sequence 3578376 357978 
a; Rhizobiales; Bradyrhizo 

3 gi| 219846506 |ref|NR_026098.1 
ranulum. 

3 gi| 219846467 |ref|NR_026059.1 

3655877 36573 
biaceae; Rhizobium/Agrobac 
9 gi|219846408|ref|NR_025999.1 
Streptosporangineae; Streptosp 
3 gi|219846344|ref|NR_025934.1 
3827653 3829122 Cardio 
cteriales; Cardiobacteriac 

3 gi| 219846332 |ref|NR_025922.1 


3844228 38456 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


v 


Blastobacter 

bacter capsulatus 

astobacter. 
Blastobacter 

9 Blastobacter 

biaceae; Blastobacter. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Cardiobacterium 

bacterium hominis 

eae; Cardiobacterium. 
Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Firmicutes; Bacillales; Staphylococcus. 

439852 Bacteria_16S 3893928 3893828 3 103 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
strain F9251 16S ribosomal RNA, partial sequence 3893217 3894682 Bartonella elizabethae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

439852 Bacteria_16S 3897101 3897001 3 103 gi| 219846297 |ref|NR_025887.1| Tetragenococcus 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 3896331 3897842 Tetragenococcus muriaticus 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Tetragenococcus. 

439852 Bacteria_16S 3900066 3899966 3 103 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

439852 Bacteria_16S 3943688 3943588 3 103 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

439852 Bacteria_16S 3946608 3946508 3 103 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium cryptum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

439852 Bacteria_16S 3949530 3949430 3 103 gi|219846259|ref|NR_025849.1| Acidocella aminolytica 
strain 101 16S ribosomal RNA, partial sequence 3948831 3950236 Acidocella aminolytica Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

439852 Bacteria_16S 3995344 3995244 3 103 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

439852 Bacteria_16S 3996835 3996735 3 103 gi|219846227|ref|NR_025817.1| Erythrobacter 
seohaensis strain SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Erythrobacter. 

439852 Bacteria_16S 4033151 4033055 7 103 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
439852 Bacteria_16S 4036206 4036106 3 103 gi|219846199|ref|NR_025789.1| Erythrobacter 
aquimaris strain SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
439852 Bacteria_16S 4069316 4069217 7 106 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
strain SGT-39 16S ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

439852 Bacteria_16S 4107083 4106983 3 103 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
strain PS-1 16S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

439852 Bacteria_16S 4108553 4108453 3 103 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

439852 Bacteria_16S 4128306 4128250 53 109 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

439852 Bacteria_16S 4166870 4166770 3 103 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 


delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Sulfitobacter. 

439852 Bacteria_16S 4168352 4168252 3 103 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

439852 Bacteria_16S 4232172 4232072 3 103 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

439852 Bacteria_16S 55280 55229 52 103 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

439852 Bacteria_16S 242871 242769 7 109 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

439852 Bacteria_16S 294268 294169 7 106 gi|265678864|ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

439852 Bacteria_16S 304815 304712 3 106 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 


strain MSB-8 16S 
Thermotogae; 
439852 Bacteria_ 


effusa strain AP1 
Proteob 


Bacteria; 
439852 Bacteria_ 


saerimneri strain 
saerimneri Bacter 


439852 Bacteria_ 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


439852 Bacteria_ 


entanii strain LT 
Proteob 


Bacteria; 
439852 Bacteria_ 


strain PIPN-2 16S 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
439852 Bacteria_16S 747514 747427 16 103 gi| 265678548 |ref|NR_028852.1 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
439852 Bacteria_16S 748889 748802 16 103 gi| 265678547 |ref|NR_028851.1 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
439852 Bacteria_16S 750264 750177 16 103 gi|265678546|ref|NR_028850.1 
tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 749594 750918 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mora 
Acinetobacter. 

439852 Bacteria_16S 751639 751552 16 103 gi| 265678545 |ref|NR_028849.1 
strain AB1110 16S ribosomal RNA, partial sequence 750969 752293 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
439852 Bacteria_16S 753014 752927 16 103 gi|265678544|ref|NR_028848.1 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
439852 Bacteria_16S 808197 808110 16 103 gi| 265678507 |ref|NR_028810.1 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactob 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

439852 Bacteria_16S 862930 862831 4 103 gi|265678470|ref|NR_028773.1 
strain W1219 16S ribosomal RNA, partial sequence 862181 86365 

Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Bulleidia. 
439852 Bacteria_16S 872015 871909 3 109 gi|265678464|ref|NR_028767.1 
azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Ace 
Gluconacetobacter. 

439852 Bacteria_16S 1079739 1079633 3 109 gi|265678323|ref|NR_028625.1 
strain 21F-2 16S ribosomal RNA, partial sequence 1079018 10804 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobac 
439852 Bacteria_16S 1096349 1096243 3 109 gi| 265678312 |ref|NR_028614.1 


orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 


Thermotogales; 


ribosomal RNA, 


16S 386622 386567 54 


16S 411300 411213 16 


Firmicutes; 
656841 656739 7 


ia; 
16S 


; Streptomyces. 
16S 667506 667400 3 


16S 737148 737049 4 


complete sequence 
Thermotogaceae; 


Lactobacillales; 


ribosomal RNA, partial sequence 


03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 


GDA154 16S ribosomal RNA, partial seq 


304028 30558 
Thermotoga. 


9 Thermotoga maritima Bacteria; 


109 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
385921 387397 Hydrocarboniphaga effusa 
nadales; Sinobacteraceae; Hydrocarboniphaga. 
103 gi|265678780|ref|NR_029085.1| Lactobacillus 
uence 410506 412073 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
109 gi|265678612|ref|NR_028917.1| Streptomyces 


s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 


109 gi 


H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


103 gi 


nce 


A, partial 
eridae; Ac 


265678604 
rillales; 


265678556 
736380 73789 


2 
s 


sequence 65613 
tinomycetales; 


ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref|NR_028860.1 


66678 


657614 Streptomyces 
treptomycineae; 


Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Entomoplasma lucivorax 


’ 


7 Entomoplasma lucivorax Bacteria; 


Acinetobacter gerneri 
gerneri Bacteria; 

Ps 

Acinetobacter bouvetii 
bouvetii Bacteria; 

r. 

Acinetobacter 
Acinetobacter 
xellaceae; 


Acinetobacter towneri 
towneri Bacteria; 

r. 
Acinetobacter baylyi 
baylyi Bacteria; 

r. 

Lactobacillus 
acillus ingluviei 


Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 


1095628 109707 


Acetobacter 
0 Acetobacter 


orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


439852 Bacteria_ 


DSM 4359 16S ribo 
Ther 


Thermotogae; 
439852 Bacteria_ 


mitsuokai DSM 158 
F 


15897 Bacteria; 
439852 Bacteria_ 


cibinongensis str 
cibinongensis Bac 


Acetobacter. 
439852 Bacteria_ 


strain LTH 5753 1 
Lacto 
439852 Bacteria_16S 


Firmicutes; 


entericus strain 


entericus Bacteri 
439852 Bacteria_16S 
haemolyticum stra 


haemolyticum DSM 
Actinomycetaceae; 


439852 Bacteria_16S 
ferragutiae strai 
ferragutiae Bacte 


Buttiauxella. 


439852 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; 


Swaminathania. 


439852 Bacteria_16S 


strain A45 16S ri 
Proteobacteria; 


strain Ll 16S rib 
Tenericutes; Moll 


439852 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


439852 Bacteria_16S 


strain FI-25796 1 


439852 Bacteria_16S 


icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

2494088 2494033 54 109 gi| 219857387 |ref|NR_024975.1 
ain 109 16S ribosomal RNA, partial sequence 2493400 249486 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
e; Tetrasphaera. 

2594238 25941367 109 gi|219857272|ref|NR_024903.1 
6S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 

2761778 2761672 3 109 gi| 219857145 |ref|NR_024773.1 

ibosomal RNA, partial sequence 2761077 27624 


strain Yo-3 16S r 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
439852 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


439852 Bacteria_16S 


thoraltensis stra 
Bacteria; Firmicu 


439852 Bacteria_16S 


acanthamoebae str 
acanthamoebae Bac 


439852 Bacteria_16S 


strain DSM 20425 
Actinobacteria; A 


439852 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


439852 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


439852 Bacteria_16S 


strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 


G 
439852 Bacteria_16S 
salitolerans stra 
salitolerans Bact 


G 
439852 Bacteria_16S 


16S 1202390 1202287 3 106 gi 
motogales; Thermotogaceae; Thermotoga. 
16S 1206894 1206847 56 103 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
16S 1406269 1406163 3 109 gi 
ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
16S 1477753 1477666 16 103 gi 
bacillales; Lactobacillaceae; Lactobac 
1764841 1764754 16 103 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1980640 1980538 7 109 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

2008549 2008443 3 109 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2010108 2010002 3 109 


gi 
ammaproteobacteria; Enterobacteriales; 
2160368 2160262 3 109 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


E 


2283698 2283647 53 104 
bosomal RNA, partial sequence 

ammaproteobacteria; Methylococcales; M 
2288191 2288092 4 103 gi 
osomal RNA, partial sequence 


gi 


et 


Ac 
3118400 3118294 3 109 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3216822 3216735 16 103 gi 
in S69 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
3233484 3233385 3 102 gi 
ain Bn9 16S ribosomal RNA, complete se 
teria; Chlamydiae; Chlamydiales; Parac 
3502829 35027277 109 gi 


en 
ban 


en 


’ 


qu 
hl 


ctinobacteridae; Actinomycetales; Micr 
3554905 3554799 3 109 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


oc 


1 
ri 
3588294 3588188 3 109 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3625995 3625893 7 109 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 


nc 
el 


al 


439852 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


al 
ba 


228715358 
somal RNA, partial sequence 1201630 1203111 Thermotog 


228715354 
12061 
richales; 
219857143 
qu 
er 


ence 
ia; 


219878440 
6S ribosomal RNA, partial sequence 1476987 14785 
il 
219878361 
eq 
oc 


lus. 


uence 


219878190 
se 
ia 


quence 


, 


219878189 
6S ribosomal RNA, partial sequence 2009346 20108 
nterobac 
219857628 
qu 
ri 


ence 
a; 


219857544 
2282981 22844 
hylococec 
219857540 
2287434 22889 


llales; 


219846776 
ce 32160 
Streptoc 
219846765 


ence 


219846540 
sequence 
Rhodo 


a; 


219846517 
35875 


e 
lales; 


219846488 
36252 
Cory 


es; 


3687104 3687005 4 103 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


219846446 
3686364 3687830 Mycoplasma yeatsii Bacteria; 


Rhod 


occaceae 
219878208 
sequenc 
cteridae 


Entero 


Rhodo 


etobacte 
219846843 
ce 31176 


amydiace 
219846574 
16S ribosomal RNA, partial sequence 3502100 35035 
occineae; 


ref |NR_027530.1 


a neapolitan 


ref |NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_024771.1 

1405568 140698 
ospirillales; Ac 


ref|NR_025579.1 
22 Lactobacillus 


ref|NR_025500.1 

1764167 176550 
; Streptococcus. 
ref |NR_025347.1 
e 1979903 198138 
Actinomycetale 


’ 


ref |NR_025329.1 
2007792 200929 
bacteriales; Ent 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref|NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025128.1 


raceae; Kozakia 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref|NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026357.1 

3232707 323424 
ae; Parachlamydi 
ref|NR_026166.1 


; Brevibacteriac 
ref|NR_026132.1 

3554185 355566 
spirillales; Ace 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; M 


D 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Catenibacterium 

bacterium mitsuokai DSM 

eae; Catenibacterium. 
Acetobacter 

1 Acetobacter 

etobacteraceae; 


Lactobacillus spicheri 
spicheri Bacteria; 


Streptococcus 
1 Streptococcus 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Buttiauxella 
5 Buttiauxella 


erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 

Swaminathania 
2 Swaminathania 
tobacteraceae; 


Methylobacter marinus 
marinus Bacteria; 


cter. 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Tetrasphaera 
9 Tetrasphaera 


occineae; 


Mycobacterium tusciae 
tusciae Bacteria; 


aceae; Mycobacterium. 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Gluconacetobacter 


acetobacter intermedius 


; Gluconacetobacter. 


Streptococcus 


ococcus thoraltensis 


Parachlamydia 


7 Parachlamydia 
a. 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 
eae; 


Brevibacterium. 
Gluconacetobacter 


7 Gluconacetobacter 
tobacteraceae; 


Desulfurella 


urella acetivorans 


Desulfurella. 
Mycobacterium szulgai 


cterium szulgai 
ycobacteriaceae; 


ref |NR_026037.1 


Mycoplasma yeatsii 


439852 Bacteria_16S 
strain VIS 16S ri 
Tenericutes; Moll 
439852 Bacteria_16S 
putrefaciens stra 
putrefaciens Bact 
439852 Bacteria_16S 
strain YJS 16S ri 
Tenericutes; Moll 
439852 Bacteria_16S 
leptinotarsae str 
leptinotarsae Bac 
439852 Bacteria_16S 
lampyridicola str 
lampyridicola Bac 
439852 Bacteria_16S 
strain CUAS-1 16S 
Tenericutes; Moll 
439852 Bacteria_16S 


strain BARC 857 1 


Tenericutes; Moll 
439852 Bacteria_16S 
grammopterae stra 
grammopterae Bact 
439852 Bacteria_16S 


strain PIMN-1 16S 
Tenericutes; Moll 


439852 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


439852 Bacteria_16S 
ureafaciens strai 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
109701 109599 7 

RNA, partial sequence 

Actinomycetales; Micrococcineae; Micr 
134295 134193 7 109 gi 
n NC 16S ribosomal RNA, partial sequen 


Entomoplasmat 
109 gi 


oc 


ce 


4184459 41859 


265678989 
108968 110448 Kocur 


265678973 


aceae; E 


ref 
7 Ko 
ref 


occaceae 


13354 


49 Entomoplasma 
ntomoplasma. 


iav 


6 135015 Arthr 


NR_029297.1 
arians Bacte 
curia. 
NR_029281.1 
° 


3688621 3688522 4 103 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 
bosomal RNA, partial sequence 3687881 3689347 Mycoplasma cottewii Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3775202 3775103 4 103 gi|219846380|ref|NR_025971.1| Mycoplasma 
in KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

4119158 4119059 4 103 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
bosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4145335 4145236 4 103 gi|219846117|ref|NR_025707.1| Spiroplasma 
ain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4146902 4146803 4 103 gi|219846116|ref|NR_025706.1| Spiroplasma 
ain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4153015 4152916 4 103 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 

ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4163873 4163774 4 103 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4174554 4174455 4 103 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4185210 4185111 4 103 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 


luminosum Bacteria; 


Kocuria varians strain 
ria; Actinobacteria; 


Arthrobacter 
bacter ureafaciens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

439852 Bacteria_16S 335502 335400 7 109 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
439852 Bacteria_16S 389647 389545 7 109 gi|265678795|ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

439852 Bacteria_16S 446843 446737 3 109 gi|265678757|ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

439852 Bacteria_16S 529472 529366 3 109 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

439852 Bacteria_16S 575157 575051 3 109 gi|265678669|ref|NR_028974.1| Psychrobacter pulmonis 


strain S-606 16S 
Proteobacteria; 


glaucum Bacteria; 
Corynebacteriacea 


439852 Bacteria_16S 


strain Iso-46 16S 
Proteobacteria; 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


439852 Bacteria_16S 


strain M343/98/2 


strain NVI 88/478 
Proteobacteria; G 


439852 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


G 
439852 Bacteria_16S 
glaucum strain IM 


G 
439852 Bacteria_16S 


ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
668961 668859 7 109 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

673589 673487 7 


or 


al 
e; 


109 gi 


439852 Bacteria_16S 


strain VKM Ac-179 


9 16S ribosomal RNA, partial sequence 


574450 57581 


586359 58785 


265678603 


265678600 
16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
439852 Bacteria_16S 


axellaceae; 
ref 
sequenc 


Actinomycet 


ref 


2 Psychrobacter 


ammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacte 
579532 579430 7 109 gi|265678666|ref|NR_028971.1 
MIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
e; Corynebacterium. 
587132 587026 3 109 gi|265678661|ref|NR_028966.1 


4 Psychrobacter 


Psychrobacte 
NR_028908.1 


e 668320 669706 


ales; Actino 


NR_028905.1 


nomycineae; Actinomycetace 

710971 710917 50 104 gi| 265678575 |ref|NR_028880.1 

16S ribosomal RNA, partial sequence 710239 711741 Morite 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

856732 856646 17 103 gi|265678474|ref|NR_028777.1 

ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 

18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 
885459 885357 7 109 gi|265678454|ref|NR_028756.1 


pulmonis Bacteria; 
age 

Corynebacterium 
Corynebacterium 
ineae; 


Psychrobacter faecalis 
faecalis Bacteria; 

ry 

Arcanobacterium 
Arcanobacterium 
mycineae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Moritella viscosa 
lla viscosa Bacteria; 


Leuconostoc 
Leuconostoc 


Rathayibacter caricis 


884701 886196 Rathayibacter caricis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Rathayibacter. 
439852 Bacteria_16S 
strain YLM-32 16S 
439852 Bacteria_16S 
439852 Bacteria_16S 
strain Cal06 16S 


439852 Bacteria_16S 


strain Se-3111 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


439852 Bacteria_16S 


strain E58 16S ribosomal RNA, 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


439852 Bacteria_16S 
profundus strain 
Bacteria; 
439852 Bacteria_16S 


Promicromonospora. 
439852 Bacteria_16S 
nitroguajacolicus 
nitroguajacolicus 


1076723 1076621 7 


1111502 1111448 50 


1217418 1217316 7 


1221890 1221788 7 


1367115 1367065 53 


1436895 1436789 3 


Deinococci; 
1449186 1449084 7 


1453631 1453529 7 


Micrococcaceae; Arthrobacter. 


439852 Bacteria_16S 
strain DSM 20127 


439852 Bacteria_16S 
strain DSM 12798 


439852 Bacteria_16S 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
219878474 
16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219878472 


1501904 1501802 7 


1605052 1604950 7 


1606593 1606491 7 


109 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


104 


109 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


109 


103 


complete sequence 


109 


506 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


109 


109 


strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


109 


complete sequence 


109 


109 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
439852 Bacteria_16S 


strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


439852 Bacteria_16S 


atypicum strain R2070 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
439852 Bacteria_16S 


1653484 1653378 3 


1710045 1709943 7 


1758863 1758761 7 


109 


109 


109 


strain SPR2 16S ribosomal RNA, partial sequence 


439852 Bacteria_16S 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


439852 Bacteria_16S 


1819450 1819344 3 


1834635 1834533 7 


109 


109 


gi|219878439 


1652728 16542 


gi|219878401 


gi| 219878366 


1758120 17596 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219878323 


gi|219878312 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 


molinativorax Bacteria; Actinobacteria; Actinobacteridae; 
Gulosibacter. 


Microbacteriaceae; 
439852 Bacteria_16S 


hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 


Actinomycetaceae; 
439852 Bacteria_16S 


1848499 1848397 7 


1928988 1928934 50 


109 


104 


strain 2674 16S ribosomal RNA, partial sequence 


439852 Bacteria_16S 


1930524 1930470 50 


104 


strain 2693 16S ribosomal RNA, partial sequence 


439852 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
439852 Bacteria_16S 


1948806 1948700 3 


1957809 1957707 7 


109 


109 


strain CF-25 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


gi| 219878303 


gi| 219878242 


1928261 19297 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


gi| 219878241 


1929813 19313 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


gi|219878229 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878223 


265678325 
1075986 10774 
ococcineae; 
265678301 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 11122 
Proteobacteria; Gammaproteobacteria; Alteromonadales; M 


224581430 
1436136 1437633 Oceanithermus profundus 
Thermales; Thermaceae; 
224581421 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
224581418 
1 sequence 


219846604 
15011 


Actinomycetales; 


Actinomycetales; 


sequence 
Actinomycetales; Actinomy' 


ref |NR_028627.1 


ref |NR_028602.1 
Moritella. 


ref |NR_025612.1 


ref|NR_025495.1 


ref|NR_027576.1 


ref|NR_027212.1 


Oceanithermus. 
ref|NR_027202.1 


ref |NR_027199.1 


ref|NR_026196.1 


ref 


NR_025613.1 


ref |NR_025611.1 
1605856 160731 


ref|NR_025578.1 


ref|NR_025540.1 


ref|NR_025505.1 
Gordoniacea 
ref |NR_025462.1 
Microbacteriac 
ref|NR_025451.1 

1833888 183531 
Microc 


ref |NR_025442.1 
1847763 184924 


ref |NR_025381.1 
Moritella. 
ref |NR_025380.1 
Moritella. 
ref|NR_025368.1 

1948071 194955 
Micrococcin 


; Beutenbergiaceae; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 
Rarobacteraceae; 


Rarobacter. 
Moritella yayanosii 


56 Moritella yayanosii Bacteria; 
oritellaceae; 
219878473 
1216681 1218148 Arthrobacter 
ococcineae; 
219878356 
1221167 12226 
ococcineae; 
228718799 
1366379 1367926 Chlamydophila 


Arthrobacter bergerei 


bergerei Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Salana multivorans 


13 Salana multivorans Bacteria; 


Salana. 
Chlamydophila pecorum 
pecorum E58 Bacteria; 


Oceanithermus 


Promicromonospora 


1448460 1449852 Promicromonospora aerolata 
Promicromonosporaceae; 


Arthrobacter 


1452894 1454381 Arthrobacter 
ridae; Actinomycetales; Micrococcineae; 


Sinomonas atrocyanea 


62 1502633 Sinomonas atrocyanea Bacteria; 
3; Micrococcaceae; 


Sinomonas. 
Arthrobacter mysorens 


mysorens Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Arthrobacter 
4 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 
Thermomonas. 


Corynebacterium 


1709312 1710793 Corynebacterium atypicum 
Corynebacterineae; Corynebacteriaceae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Gulosibacter 

7 Gulosibacter 
occineae; 


Arcanobacterium 
8 Arcanobacterium 


cineae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


ref |NR_025362.1 


Arthrobacter luteolus 


1957067 1958565 Arthrobacter luteolus Bacteria; 


439852 Bacteria_16S 


strain IH003 16S 
Firmicutes; Lacto 


439852 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


439852 Bacteria_16S 


strain DSM5578 16 
Firmicutes; Lacto 


439852 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


439852 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


439852 Bacteria_16S 


pachnodae strain 
Bacteria; Actinob 
Xylanimicrobium. 


439852 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


439852 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


439852 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


439852 Bacteria_16S 
16S ribosomal RNA, partial sequence 2899524 29010 


strain IAM 14848 
Actinobacteria; A 


439852 Bacteria_16S 


strain IAM 14851 
Actinobacteria; A 


439852 Bacteria_16S 


strain IFO 15616 
Actinobacteria; A 


439852 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


439852 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


439852 Bacteria_16S 


strain RF-4 16S r 
Deinococcus-Therm 


439852 Bacteria_16S 


mechernichensis s 
mechernichensis B 


439852 Bacteria_16S 


multipotens strai 
Bacteria; Proteob 


439852 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


439852 Bacteria_16S 


strain TAGA27 16S 
Actinobacteria; A 


439852 Bacteria_16S 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


439852 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


2177195 2177109 17 103 
ribosomal RNA, partial sequence 


gi 


S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420220 2420134 17 103 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2498579 2498473 3 109 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2513817 25137157 109 gi 
VPCX2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 
oc 


nc 
al 


2653997 2653891 3 109 
ribosomal RNA, partial sequence 


gi 


ctinobacteridae; Actinomycetales; Microc 


2901809 2901707 7 109 gi 


ctinobacteridae; Actinomycetales; Micr 
2903346 2903244 7 109 gi 


oc 


ibosomal RNA, partial sequence 


us; Deinococci; Thermales; Thermaceae; T 


219857615 
2176454 21779 


2417916 24194 


219857446 
2419471 24209 


219857384 
2497830 24993 


219857368 


219857222 
2653267 26546 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
2655400 2655298 7 109 gi|219857221 
DSM 44276 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
e; Corynebacterium. 
2703453 2703347 3 109 gi| 219857186 
n St55B 16S ribosomal RNA, partial sequence 
ria; Deinococcus-Thermus; Deinococci; Thermales; 
2900274 2900172 7 109 gi| 219856856 


219856855 
16S ribosomal RNA, partial sequence 2901061 29025 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 


ctinobacteridae; Actinomycetales; Micrococcineae 
2968542 2968436 3 109 gi| 219846945 
in NM-1 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
eae; Microlunatus. 
2982251 2982201 53 103 gi| 219846935 
TW-183 16S ribosomal RNA, partial sequence 
ia; Chlamydiae; Chlamydiales; Chlamydiaceae; Chl 
3021744 3021638 3 109 gi| 219846909 


3021006 30224 


yclaceae 


25130 
Micr 


e 
es; 


occineae 


occineae 


hermus. 


3061386 3061280 3 109 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3079221 3079115 3 109 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3082373 3082267 3 109 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


eq 
te 


en 
el 


eq 
er 


3094284 3094182 7 109 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3119938 3119836 7 109 gi 
MMZ 2415 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3168242 3168136 3 109 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 


gi 
oc 
qu 


ti 


s 
De 


439852 Bacteria_16S 


3207782 3207680 7 109 gi 


219846881 


219846869 


219846867 


219846859 
3093562 30950 
occineae; 
219846842 


219846809 


219846783 


uence 
ria; Rho 
ce 30784 
lales; D 


uence 
ia; Desu 


ence 
nomyceta 


equence 
inococca 


ref|NR_025204.1| Leuconostoc inhae 
27 Leuconostoc inhae Bacteria; 


bacillales; Leuconostoc. 

2343964 2343906 51 109 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
ain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Actinopolymorpha. 

2418665 2418579 17 103 gi|219857447|ref|NR_025035.1| Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


ref|NR_024972.1| Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 

; Thauera. 
ref|NR_024956.1| Xylanimicrobium 
94 2514560 Xylanimicrobium pachnodae 
ococcineae; Promicromonosporaceae; 


ref|NR_024850.1| Azoarcus communis 

16 Azoarcus communis Bacteria; 

; Azoarcus. 

ref|NR_024849.1 
2654667 265613 

tales; Corynebac 


Corynebacterium 
8 Corynebacterium 
terineae; 


Oceanithermus 
1 Oceanithermus 


ref|NR_024814.1 
2702689 270407 
Thermaceae; Oceanithermus. 
ref|NR_024675.1| Zimmermannella bifida 
10 Zimmermannella bifida Bacteria; 
; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024674.1| Leucobacter albus 
46 Leucobacter albus Bacteria; 
; Microbacteriaceae; Leucobacter. 
ref|NR_024673.1| Zimmermannella alba 
77 Zimmermannella alba Bacteria; 
; Microbacteriaceae; Pseudoclavibacter. 
ref |NR_026537.1| Microlunatus 
2967820 2969287 Microlunatus 
cetales; Propionibacterineae; 


ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


Chlamydophila 
5 Chlamydophila 


Thauera 

5 Thauera 
ocyclaceae; Thauera. 
Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 

4 Desulfurella 
ulfurellaceae; 


ref|NR_026473.1 

3060645 306213 
docyclales; Rhod 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026459.1 
3081609 308313 
lfurellales; Des 


ref|NR_026451.1| Kocuria palustris 
28 Kocuria palustris Bacteria; 

3} Micrococcaceae; Kocuria. 
ref|NR_026434.1| Corynebacterium 
119211 3120593 Corynebacterium 
Corynebacterineae; 


Ww 


les; 


Deinococcus 
1 Deinococcus 
eae; Deinococcus. 


ref|NR_026401.1 
167516 316898 


Deinococcac 


Ww 


les; 


ref |NR_026375.1| Corynebacterium 


sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


439852 Bacteria_16S 3351800 3351694 3 109 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 

439852 Bacteria_16S 3398942 3398840 7 109 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

439852 Bacteria_16S 3405072 3404970 7 109 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 3406598 3406496 7 109 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 3455938 3455836 7 109 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 3457467 3457365 7 109 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

439852 Bacteria_16S 3458961 3458859 7 109 gi|219846603|ref|NR_026195.1| Arthrobacter 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 3460482 3460380 7 109 gi|219846602|ref|NR_026194.1| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 3466571 3466469 7 109 gi|219846598|ref|NR_026190.1| Arthrobacter 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 3465830 3467301 Arthrobacter 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

439852 Bacteria_16S 3468093 3467991 7 109 gi| 219846597 |ref|NR_026189.1| Arthrobacter 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 3467352 3468823 Arthrobacter 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 3469619 3469517 7 109 gi|219846596|ref|NR_026188.1| Arthrobacter citreus 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter citreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 3505888 3505782 3 109 gi|219846572|ref|NR_026164.1| Microbacterium barkeri 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 
439852 Bacteria_16S 3513492 3513390 7 109 gi|219846567|ref|NR_026159.1| Rathayibacter rathayi 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter rathayi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
439852 Bacteria_16S 3515016 35149147 109 gi|219846566|ref|NR_026158.1| Rathayibacter tritici 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 
439852 Bacteria_16S 3878419 3878313 3 109 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

439852 Bacteria_16S 3895471 3895421 53 103 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 3896280 Chlamydia trachomatis Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

439852 Bacteria_16S 3952574 3952520 50 104 gi|219846257|ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

439852 Bacteria_16S 3974888 3974795 3 96 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

439852 Bacteria_16S 4200293 42001917 109 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 68912 68819 16 109 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

439852 Bacteria_16S 271451 271351 3 103 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

439852 Bacteria_16S 428322 428229 16 109 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
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16S 509668 509575 16 109 gi|265678712|ref|NR_029017.1| Corynebacterium 
106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
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16S 699285 699232 53 106 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 
ibosomal RNA, partial sequence 698584 699934 Thiocystis violascens Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
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Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

439852 Bacteria_16S 831121 831018 3 103 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

439852 Bacteria_16S 837116 837059 52 109 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

439852 Bacteria_16S 874866 874809 52 109 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

439852 Bacteria_16S 964090 964033 52 109 gi| 265678402 |ref|NR_028704.1| Nocardia cerradoensis 
strain Y9 16S ribosomal RNA, partial sequence 963457 964882 Nocardia cerradoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
439852 Bacteria_16S 965721 965620 3 104 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 


subsp. vallismort 


Salinivibrio. 
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Deinococci; Deinococcales; Deinoco 

3263641 3263541 3 103 gi 
n IFAM ST1306 16S ribosomal RNA, parti 


ria; Proteobacteria; Alphaproteobacter 


us; 


439852 Bacteria_16S 


3614261 3614165 7 103 gi 


CB-R 16S ribosomal RNA, partial seque 


1001834 10033 
etaproteobacteria; Rhodocyclales; Rhod 
439852 Bacteria_16S 


Sphingomonadales; 


1091188 10926 


1305606 1307012 Stark 


1467942 14694 


2150729 21521 


2964771 29662 


6S ribosomal RNA, partial sequence 3170548 31720 


265678584 
nce 69711 
terales; C 
265678376 


ocyclaceae 
265678356 
sequence 
obacillace 
265678328 
ence 10731 


265678321 


illus. 
265678315 


illus. 

265678300 
e 11123 
ales; Micr 


253680762 
quence 
eria; Sphi 
228719827 
ce 11682 
taceae; Sp 
219857449 
equence 

hlamydiace 
219846269 


arkeya. 
224581407 


ocyclaceae 
219857383 
15720 
les; Brady 


Ococ 


eya 


rhiz 


ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_028678.1 


Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


; Azovibrio. 
ref |NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028623.1 
61 Lactobacillus 


ref|NR_028617.1 
88 Lactobacillus 


ref|NR_028601.1 
07 1113789 Microb 
cineae; Micr 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_025037.1 

1246931 124845 
Neochlamydia 
NR_025859.1 
novella Bact 


ae; 
ref 


ref |NR_027188.1 


Lactobacillus 
0 Lactobacillus 
s. 

Novosphingobium 
hingobium tardaugens 
e; Novosphingobium. 

Lactobacillus equi 
equi Bacteria; 


Lactobacillus algidus 
algidus Bacteria; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Spirochaeta 
haeta smaragdinae DSM 


Neochlamydia 
9 Neochlamydia 
Starkeya novella DSM 
eria; Proteobacteria; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


; Zoogloea. 
ref|NR_024971.1 
32 1573475 Rhodop 
obiaceae; Rh 


219857659 
al sequenc 
bacteria; 


219857634 


Erythrobac 
219857411 
quence 

ia; Sphing 


219856812 


Sphingomon 
219846920 
30045 
locystacea 
219846880 
sequence 
eria; Rhod 


219846807 


ccaceae; D 
219846745 
al sequenc 
ia; Rhizob 


219846496 


e 2112812 21142 
Sphi 


tera 


omon 


22 Sphingopyxis 
adac 
29 3005936 Methy 


e; 


obac 


eino 


e 3262929 32643 
iale 


NR_025248.1 
9 
s 


ref 
ngomonadale 


ref |NR_025223.1 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Novosphingobium 
2 Novosphingobium 
Sphingomonadaceae; 


v 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


ceae; Porphy 
ref|NR_024999.1 

2457264 245870 
adales; Sphi 
ref |NR_024631.1 
eae; Sphingo 
NR_026512.1 
1. 
Methylosinus. 
ref|NR_026472.1 

3062186 306360 
terales; Rho 


ref 


ref |NR_026399.1 


robacter. 
Sphingopyxis 

6 Sphingopyxis 

ngomonadaceae; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Methylosinus sporium 
osinus sporium Bacteria; 


Sulfitobacter 
0 Sulfitobacter 


dobacteraceae; 


Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


coccus. 
NR_026337.1 
8 
Ss; Hyphomicr 


ref 


ref 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Alloiococcus otitis 


NR_026088.1 


strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 


Firmicutes; Lacto 


bacillales; Carnobacteriaceae; Alloioc 


occus. 


439852 Bacteria_16S 
dejongeii strain 


3709665 3709561 1 105 gi 
FCl 16S ribosomal RNA, partial sequenc 


2 
e 


19846430 
37089 


ref 


07 3710374 Prost 


NR_026021.1 


h 


Prosthecobacter 
ecobacter dejongeii 


Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
439852 Bacteria_16S 3781327 3781227 3 103 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

439852 Bacteria_16S 3790287 3790187 3 103 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 


strain PG8 16S ri 
Tenericutes; Moll 
439852 Bacteria_16S 
strain 19L 16S ri 
Tenericutes; Moll 
439852 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 
439852 Bacteria_16S 
strain ATCC VR-61 


bosomal RNA, partial sequence 


3791778 3791726 51 103 
bosomal RNA, partial sequence 


gi 


3816176 3816076 3 103 gi 
rain R3 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Gammaproteobac 


3847961 3847861 3 103 gi 
1 16S ribosomal RNA, partial sequence 


3789540 37910 
icutes; Acholeplasmatales; Acholeplasmat 


219846330 


aceae; 


aceae; 


Chr 


38472 


15 Acholeplasma 
Achol 
219846369 
3791066 37925 
icutes; Acholeplasmatales; Acholeplasmat 


ref 


55 Acholeplasma 
Achol 
219846352 
uence 
teria; 


ref 


3815400 38169 
omat 


ref 


38 3848677 Ricke 


eplasma. 
NR_025960.1 


eplasma. 
NR_025943.1 
0 
iales; Halo 


NR_025920.1 


it 


i) 


laidlawii Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Rickettsia montanensis 
tsia montanensis 


Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 
spotted fever group. 
439852 Bacteria_16S 3942227 3942127 3 103 gi|219846264|ref|NR_025854.1| Acidiphilium rubrum 


strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
439852 Bacteria_16S 3945147 3945047 3 103 gi 
strain PW2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
439852 Bacteria_16S 3948073 3947973 3 103 gi 
strain KLB 16S ribosomal RNA, partial sequence 


Ac 


Ac 


3941522 39429 


219846262 
3944448 39458 


219846260 
3947368 39487 


etobacte 


etobacte 


34 Acidiphilium 
race 


ref 


ref 


80 Acidiphilium 


ae; Acidiph 
NR_025852.1 


ae; Acidocel 
NR_025850.1 


rubrum Bacteria; 
i 


lium. 
Acidocella facilis 


54 Acidocella facilis Bacteria; 
race 


la. 
Acidiphilium angustum 


angustum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

439852 Bacteria_16S 3998329 3998229 3 103 gi|219846226|ref|NR_025816.1| Porphyrobacter 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 
Porphyrobacter. 

439852 Bacteria_16S 4001251 4001151 3 103 gi|219846224|ref|NR_025814.1| Sphingopyxis 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

439852 Bacteria_16S 131144 131041 3 106 gi|265678975|ref|NR_029283.1| Chrysiogenes arsenatis 


strain BAL-1 16S ribosomal RNA, complete sequence 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysi 
439852 Bacteria_16S 216793 216690 1 104 gi 
strain SH 106 16S ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Pla 
439852 Bacteria_16S 247463 247360 3 106 gi 
strain SEBR 7054 
Thermotogae; Ther 
439852 Bacteria_16S 
strain Kol5a 16S 
Aquificae; Aquifi 


og 


ne 


motogales; Thermotogaceae; Thermotoga. 
291143 291100 66 109 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 


439852 Bacteria_16S 466588 466533 54 109 gi|265678740|ref|NR_029045.1 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteri 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

439852 Bacteria_16S 494289 494234 54 109 gi| 265678722 |ref|NR_029027.1 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 

439852 Bacteria_16S 495794 495739 54 109 gi|265678721|ref|NR_029026.1 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 623355 623300 54 109 gi|265678636|ref|NR_028941.1 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Corynebacteriaceae; Corynebacterium. 

439852 Bacteria_16S 635616 635561 54 109 gi| 265678627 |ref|NR_028932.1 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
439852 Bacteria_16S 637147 637092 54 109 gi|265678626|ref|NR_028931.1 


130392 13190 


265678918 
216053 21755 


265678897 
16S ribosomal RNA, partial sequence 246697 24821 


265678866 
290399 29196 


enes. 


tomyceta 


2 Chrysiogenes 


ref 


ref 


ref 


NR_029226. 


; Blastopire 
NR_029205.1 


NR_029172.1 


arsenatis Bacteria; 


Blastopirellula marina 


5 Blastopirellula marina Bacteria; 
ceae 


llula. 
Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


Rothia amarae strain 
a; Actinobacteria; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


Corynebacterium 
Corynebacterium 


cterineae; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Knoellia. 


439852 Bacteria_16S 


strain CMS90 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 
strain W16 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; 


strain BARC318 16 
Tenericutes; Moll 


439852 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


439852 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


439852 Bacteria_16S 


diazotrophicus st 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 


Gluconacetobacter 


439852 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 


G 
439852 Bacteria_16S 


646482 646427 54 109 
ribosomal RNA, partial sequence 


gi 


675003 674948 54 109 gi 


746139 746052 16 103 
ibosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; M 
982392 982293 4 103 gi 
S ribosomal RNA, 
icutes; Entomoplasmatales; 
1279062 1278963 4 103 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1282013 1281914 4 103 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1353654 1353548 3 109 gi 
rain PAl 5 16S ribosomal RNA, partial 


gi 


gi 


gi 


1421351 1421296 54 109 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


645783 64725 
ococcineae; 


674316 67581 
ococcineae 


745469 74679 
oraxellace 


complete sequence 981620 98314 
Entomoplasmataceae; 


1278319 12798 
Entomoplasmataceae; Mesop 


1281261 12827 
Entomoplasmataceae; 


sequence 


teobacteri 


1 sequence 
ridae; Act 


265678620|ref 
9 Arthrobacter 
3 Micrococcacea 


265678599 |ref 


; De 
ref 


rmatophilac 
265678549 NR_028853.1 
ae; Acinetobact 
ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_025683.1 


265678389 


E 
219846093 


lasma. 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 

ref|NR_027591.1 


219846087 


E 
228720330 


a; 


224581444 |ref|NR_027226.1 


NR_028925.1 


e: 
NR_028904.1 
0 Dermatophilus 
e 


3 Acinetobacter 
e 


1352934 135441 
Rhodospirilla 


1420664 142216 
inomycetales; Mi 


Arthrobacter roseus 
roseus Bacteria; 
Arthrobacter. 
Dermatophilus chelonae 
chelonae Bacteria; 
ae; Dermatophilus. 
Acinetobacter tandoii 
tandoii Bacteria; 
r. 
Entomoplasma freundtii 
freundtii Bacteria; 


’ 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 
somnilux Bacteria; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


439852 Bacteria_16S 1626057 1626002 54 109 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

439852 Bacteria_16S 1799411 1799356 54 109 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

439852 Bacteria_16S 2346989 2346934 54 109 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 2348498 2348443 54 109 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 2509271 2509165 3 109 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

439852 Bacteria_16S 2689877 2689834 66 109 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

439852 Bacteria_16S 2814448 2814393 54 109 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
439852 Bacteria_16S 2959326 2959235 18 109 gi|219856817|ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

439852 Bacteria_16S 3098819 3098764 54 109 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
439852 Bacteria_16S 3166711 3166624 17 104 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
439852 Bacteria_16S 3225832 3225777 54 109 gi|219846770|ref|NR_026362.1| Janibacter limosus 
strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 3226621 Janibacter limosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
439852 Bacteria_16S 3356396 3356341 54 109 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 
439852 Bacteria_16S 3382386 3382335 53 104 gi|219846661|ref|NR_026253.1| Methylophaga 


thalassica strain 


ATCC 33146 16S ribosomal RNA, 


complete sequence 


3381669 3383157 Methylophaga 


thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Methylophaga. 


439852 Bacteria_16S 
strain ATCC 35842 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 


439852 Bacteria_16S 
strain DSM 20167 


439852 Bacteria_16S 
strain DSM 20119 


439852 Bacteria_16S 
strain DSM 20546 


439852 Bacteria_16S 


polychromogenes strain DSM 20136 16S ribosomal RNA, partial seque 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; 


3400429 3400374 54 


3401955 3401900 54 


3461955 3461900 54 


3463478 3463423 54 


Micrococcaceae; Arthrobacter. 


439852 Bacteria_16S 
strain DSM 20545 


439852 Bacteria_16S 


globiformis strain DSM 20124 16S ribosomal RNA, partial 
globiformis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
439852 Bacteria_16S 


hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


hansenii Bacteria; 
Gluconacetobacter. 
439852 Bacteria_16S 
strain IAM 13153 


439852 Bacteria_16S 
strain CM2104 16S 


439852 Bacteria_16S 


strain NRRL B-16327 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


439852 Bacteria_16S 


16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


3465001 3464946 54 


3471090 3471035 54 


3553374 3553268 3 


3976307 3976207 3 


4011804 4011749 54 


4031556 4031505 52 


4034660 4034609 52 


109 


109 


109 


109 


109 


109 


109 


103 


109 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


103 


103 


3383925 3383874 53 104 gi| 219846660 
16S ribosomal RNA, partial sequence 33832 
ciricketts 


gi 


16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


gi 


16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


gi 


gi 


complete sequence 


gi 


4011119 40125 


gi 


gi 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


439852 Bacteria_16S 


flavescens strain 
Bacteria; Actinob 
Microbacterium. 


439852 Bacteria_16S 


strain HKIO0088 16 


ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 


439852 Bacteria_16S 


cellulans strain 
cellulans Bacteri 
Promicromonospora 


439852 Bacteria_16S 


strain CE40 16S r 


a; Actinobacteria; Actinobacteridae; Actinomycet 
ceae; Cellulosimicrobium. 
123626 123524 7 109 gi| 265678980 
ibosomal RNA, partial sequence 122905 12429 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
144848 144746 7 109 gi| 265678966 


439852 Bacteria_16S 


strain 55134 16S 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


439852 Bacteria_16S 


helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 


439852 Bacteria_16S 


strain J233 16S r 


ain NRRL B-16149 16S ribosomal RNA, pa 

teria; Actinobacteria; Actinobacterida 

Glycomyces. 

32648 32542 3 109 gi 
401 16S ribosomal RNA, partial sequen 

acteria; Actinobacteridae; Actinomycet 


65893 65791 7 109 
S ribosomal RNA, partial sequence 


gi 


117516 117414 7 109 gi 
CTC 7910 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

119035 118933 7 109 gi 
DSM 43879 16S ribosomal RNA, partial s 


ribosomal RNA, partial sequence 


158601 158495 3 109 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Microbacterium. 

160116 160014 7 109 gi 
SM 20419 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 


65168 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 


144082 14559 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 


219846645 


219846644 


219846601 


219846600 
Actin 


219846599 


219846595 
sequence 
Actinomyc 


219846541 
Rhodospir 


219846241 
39756 
llaceae; M 
219846215 


ococcineae 
219846202 
40308 
ales; Glyc 
219846200 
rtial sequ 


265679042 
ce 31915 
ales; Micr 


265679020 
66643 
ococcineae 
265678984 
quence 
tinomyceta 


265678983 
equence 


ococcineae 

265678957 
sequence 
Actinomyc 


265678956 
quence 
tinomyceta 


319904 319810 3 97 
ibosomal RNA, partial sequence 


gi 


e; Actinomycetales; 


ref |NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026236.1 
49 Arthrobacter 
3; Micrococcaceae 
ref |NR_026193.1 
33 Arthrobacter 
3 Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
; Micrococcaceae 
ref|NR_026187.1 
3470399 347186 
etales; Micrococ 


ref |NR_026133.1 
3552654 355413 
illales; Acetoba 


ref |NR_025831.1 
07 3977021 Mycopl 
ycoplana. 
ref|NR_025805.1 


; Intrasporangia 
ref|NR_025792.1 


omycineae; Glyco 
ref|NR_025790.1 
ence 403395 


ref|NR_029350.1 

33385 Microb 
ococcineae; Micr 
ref |NR_029328.1 
; Bogoriellaceae 
ref |NR_029292.1 
16781 118270 
Corynebacte 


R 


les; 


ref|NR_029291.1 
118321 119772 
ales; Micrococci 


ref|NR_029288.1 
8 Cellulomonas 
; Cellulomonadac 
ref|NR_029274.1 


; Jonesiaceae; J 
ref |NR_029265.1 

157869 159336 
etales; Micrococ 


ref |NR_029264.1 
159387 160848 
les; Micrococcin 


265678847 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Arthrobacter sulfureus 


sulfureus Bacteria; 


; Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 
Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 

ococcineae; 


Arthrobacter pascens 


pascens Bacteria; 


; Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


Gluconacetobacter 
4 Gluconacetobacter 


cteraceae; 


Mycoplana bullata 
ana bullata Bacteria; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Glycomycineae; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


; Bogoriella. 
Corynebacterium 
Corynebacterium 

rineae; 


Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Microbacterium 
Microbacterium 
cineae; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


ref |NR_029152.1 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


Acholeplasma palmae 


319228 320640 Acholeplasma palmae Bacteria; 


439852 Bacteria_16S 
denticolens strai 
denticolens Bacte 


Parascardovia. 


439852 Bacteria_16S 
XILO1 16S ribosomal RNA, 


337068 336970 7 105 gi 


377449 377347 7 
complete sequence 


109 gi 


n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


265678833 
quence 
Bifidobac 


265678803 


376697 378215 Agromyces 


teri 


ref|NR_029138.1 
336318 337835 
ales; 


ref|NR_029108.1 


Bifido 


ulmi Bacter 


Parascardovia 
Parascardovia 
bacteriaceae; 


Agromyces ulmi strain 
ia; Actinobacteria; 


Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

439852 Bacteria_16S 401990 401888 7 109 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

439852 Bacteria_16S 406625 406523 7 109 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

439852 Bacteria_16S 489686 489584 7 109 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

439852 Bacteria_16S 564622 564520 7 109 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
strain LV3 16S ribosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
439852 Bacteria_16S 619034 618928 3 109 gi|265678639|ref|NR_028944.1| Microbacterium 


aerolatum strain 
Bacteria; Actinob 
Microbacterium. 


439852 Bacteria_16S 


VKM Ac-1800 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


439852 Bacteria_16S 


strain VKM Ac-180 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 


VKM Ac-1401 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 


199/55 16S riboso 


Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Mo 
439852 Bacteria_16S 
indonesiensis strain 5H-1 16S ribosomal RNA, partial se 
indonesiensis Bacteria; Proteobacteria; Alphaproteobact 


Acetobacter. 


439852 Bacteria_16S 


strain 14 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


variabilis strain 
Bacteria; Actinob 
Isoptericola. 


439852 Bacteria_16S 
rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 


439852 Bacteria_16S 
19172 16S ribosomal RNA, partial sequ 
Deinoc 


radiopugnans ATCC 
19172 Bacteria; D 


439852 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 


439852 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


756012 755910 7 109 
ibosomal RNA, partial sequence 


gi 
75 
782108 782006 7 


109 gi 


ceae; Xylanimonas. 
886993 886891 7 109 gi 
4 16S ribosomal RNA, partial sequence 


911553 911451 7 109 
ibosomal RNA, partial sequence 


gi 
91 


1014635 1014529 3 
mal RNA, partial sequence 


109 gi 
1013897 10 


1093414 1093356 51 109 gi 


1102338 1102236 7 
osomal RNA, partial sequence 


109 gi 


11 


1138771 1138669 7 109 gi 
omal RNA, complete sequence 1138010 11 


1226440 1226338 7 109 gi 


1234073 1233967 3 109 gi 


; Microbacterium. 


1259612 1259506 3 109 gi 


einococcus-Thermus; Deinococci; 
1401839 1401737 7 109 gi 
ia; Actinobacteria; Actinobacteridae; 
; Leifsonia. 

1424504 1424398 3 109 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


gi 


439852 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


1438447 1438341 3 109 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


gi 


V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Actinomycetales; Micrococcineae; Micr 
439852 Bacteria_16S 
MX5 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


33 16S ribosomal RNA, partial sequence 


1423741 14252 
Rhod 


61837 
Micr 


ce 
ales; 


265678542 
5262 75674 
ococcineae 
265678524 
sequence 
dae; Actin 


265678453 
88624 
ococcineae 
265678437 
0794 91228 
ococcineae 
265678368 
15342 Morax 
raxella. 
265678314 
quence 
eria; 


Rhod 


265678308 
01592 11031 


253680764 
39535 Leifs 
obacteriac 
219878300 
ce 12257 
ales; Micr 
219878266 
ial sequen 


ae; Actino 


219846811 
ence 12588 
occales; D 
228715351 

14011 
Actinomyce 


224581442 


ocyclaceae 
224581429 


1 619715 Micro 
ococ 


omyc 


7 887732 Agreia 


ella 


onia 
eae; 


22 1227193 Isopt 
ococ 


ce 1233340 12348 
myce 


78 1260346 Deinoc 
eino 


11 1402554 Leifso 
tale 


v 


b 
cineae; Micr 


ref|NR_028846.1 


; Microbacteriac 
ref |NR_028828.1 

781358 782875 
etales; Micr 


ref|NR_028755.1 


7 Mi 
ref 


crobacteriac 
NR_028739.1 
> Mi 
ref 


crobacteriac 
NR_028670.1 
ovis Bacter 


NR_028616.1 
1092739 109419 
irillales; Ac 
ref|NR_028610.1 
crobacteriac 
NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_025439.1 
e 
™m. 


Mi 
ref 


ref 


cineae; Pro 


ref|NR_025405.1 
1 
° 


tales; Micr 


ref|NR_026403.1 
coccaceae; D 
ref|NR_027523.1 


s; Micrococc 


ref|NR_027224.1 


Thauera. 


acterium aerolatum 
obacteriaceae; 


Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Xylanimonas 
Xylanimonas 
ococcineae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Moraxella ovis strain 
ia; Proteobacteria; 


Acetobacter 
2 Acetobacter 


etobacteraceae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


ococcineae; 


eae; Agromyces. 
Leifsonia rubra strain 
ria; Actinobacteria; 


Isoptericola 
ricola variabilis 
icromonosporaceae; 


Microbacterium 
7 Microbacterium 
coccineae; 


Deinococcus 

occus radiopugnans ATCC 
einococcus. 

Leifsonia xyli subsp. 
nia xyli subsp. 

ineae; 


Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


ref|NR_027211.1 


Thauera. 


Thauera aminoaromatica 


1437684 1439179 Thauera aminoaromatica Bacteria; 
Rhodocyclaceae; 


439852 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


439852 Bacteria_16S 


strain R-10289 16 
Proteobacteria; 


margaritifer stra 
margaritifer Bact 
Tepidiphilus. 


439852 Bacteria_16S 


paraoxydans strai 
Bacteria; Actinob 
Microbacterium. 


439852 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


439852 Bacteria_16S 


flaccumfaciens pv 


Curtobacterium flaccumfaciens pv. 


Actinomycetales; 


439852 Bacteria_16S 


herbarum strain P 


herbarum Bacteria; 


Curtobacterium. 


439852 Bacteria_16S 


strain P 229/10 1 
Actinobacteria; A 


439852 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


439852 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


439852 Bacteria_16S 


antarcticus strai 
Bacteria; Actinob 


439852 Bacteria_16S 


Soel 16S ribosoma 
Gammaproteobacter 


439852 Bacteria_16S 
16S ribosomal RNA, partial sequence 2227890 22293 


strain YIM 21741 
Actinobacteria; A 


439852 Bacteria_16S 


acidaminiphila st 
acidaminiphila Ba 
Stenotrophomonas. 


439852 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


439852 Bacteria_16S 


strain K265 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
439852 Bacteria_16S 


strain K300 16S r 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


439852 Bacteria_16S 


strain IFO 16235 


strain ATCC 19374 
Bacteria; Proteob 


G 
439852 Bacteria_16S 


cteria; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
439852 Bacteria_16S 


eria; Actinobacteria; Actinobacteridae 


acteria; Gammaproteobacteria; Xanthomo 


ctinobacteridae; Actinomycetales; Micr 
2319953 2319847 3 109 gi 
rain AMX 19 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobac 


oc 


s 
te. 


2357696 2357590 3 109 gi 
16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


2360731 2360629 7 109 
ibosomal RNA, partial sequence 


gi 


Micr 
gi 


oc 
2362249 2362147 7 109 
Micr 
2784411 2784305 3 109 gi 
in VKM Ac-2059 16S ribosomal RNA, part 


oc 


ia 


, 


; Okibacterium. 


2840269 2840167 7 109 gi 
oc 
2852650 2852544 3 109 gi 
16S ribosomal RNA, partial sequence 


na 


439852 Bacteria_16S 
strain CM-10 16S ribosomal RNA, partial sequence 


219857516 


219857489 


219857487 
2360002 23614 


219857486 
2361525 23629 


219857127 
Actinomy 
219856897 
16S ribosomal RNA, partial sequence 2839520 28410 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 


occineae 
219856889 


dales; 


; Microbacteria 
ref|NR_025104.1 

2319172 23207 
thomonadales; X 


occineae 


equence 
ria; Xan 


ref|NR_025077.1 
68 2358432 Propi 
ionibacterineae 


23569 
es; Prop 


ref|NR_025075.1 


; Microbacteria 
ref|NR_025074.1 
91 Subtercola bo 
; Microbacteria 
ref|NR_024755.1 
ce 2783663 27851 
cetales; Microc 


occineae 


occineae 


1 sequen 


ref |NR_024716.1 
12 Agromyces lut 
; Microbacteria 
ref |NR_024708.1 
86 2853382 Pseud 
anthomonadaceae 


28518 
xX 


2894286 2894180 3 109 gi 


219856860 
2893553 2894997 Mycetocola lacteus Bacteria; 


ref |NR_024679.1 


1 
a 


° 
i 


Cc 


6 
° 


Cc 


fo} 


1497504 1497402 1 103 gi|219846665|ref|NR_026257.1| Halanaerobium 
ubsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
lanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiaceae; Halanaerobium. 

1655031 1654925 3 109 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 

1686956 1686850 3 109 gi|219878417|ref|NR_025556.1| Tepidiphilus 
in N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
eria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 

1697812 1697706 3 109 gi| 219878409 |ref|NR_025548.1| Microbacterium 
n CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 


acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
1770807 1770705 7 109 gi|219878357|ref|NR_025496.1| Corynebacterium 
UG 39943 16S ribosomal RNA, partial sequence 1770072 1771486 Corynebacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
1811769 1811667 7 109 gi|219878328|ref|NR_025467.1| Curtobacterium 
- flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcineae; Microbacteriaceae; Curtobacterium. 
1820979 1820877 7 109 gi|219878322|ref|NR_025461.1| Curtobacterium 
420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

1822503 1822401 7 109 gi|219878321|ref|NR_025460.1| Agreia pratensis 
6S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

2011607 2011553 52 106 gi|219878188|ref|NR_025327.1| Planctomyces maris 

ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

2043245 2043139 3 109 gi|219878166|ref|NR_025305.1| Stenotrophomonas 
train L2 16S ribosomal RNA, partial sequence 2042490 2044002 Stenotrophomonas 
acteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 

2066243 2066141 7 109 gi|219878146|ref|NR_025285.1| Micrococcus 
n T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

2089213 2089163 54 104 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
1 RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
ia; Xanthomonadales; Sinobacteraceae; Nevskia. 

2228620 2228518 7 109 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 
c 


eae; Agromyces. 
Stenotrophomonas 
3 Stenotrophomonas 
nthomonadaceae; 


Propioniferax innocua 
niferax innocua 


Propionibacteriaceae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 
c 


eae; Subtercola. 
Subtercola boreus 
reus Bacteria; 

eae; Subtercola. 
Okibacterium 

8 Okibacterium 
ccineae; 


Agromyces luteolus 
eolus Bacteria; 

eae; Agromyces. 
Pseudomonas geniculata 
monas geniculata 


Mycetocola lacteus 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 


439852 Bacteria_16S 
strain CM-01 16S 


439852 Bacteria_16S 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Mycetocola. 


Microbacteriaceae; 
439852 Bacteria_16S 


thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 
thermoluteolus Bacteria; 


Hydrogenophilus. 
439852 Bacteria_16S 


2895781 2895675 3 109 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


2897275 2897169 3 109 


2918753 2918647 3 109 
Proteobacteria; 


2956422 2956316 3 109 


Betaproteobacteria; 


gi| 219856859 
2895048 28964 
gi|219856858 


gi| 219856844 


gi|219856819 


Actinomycetales; 


ref |NR_024678.1 


ref|NR_024677.1 


ref|NR_024663.1 


ref|NR_024638.1 


Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 
; Microbacteriaceae; Mycetocola. 


Mycetocola 


2896542 2897985 Mycetocola 
Micrococcineae; 


Hydrogenophilus 


2918000 2919460 Hydrogenophilus 
Hydrogenophilales; Hydrogenophilaceae; 


Microbacterium 


ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 


ketosireducens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
439852 Bacteria_16S 


saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 


saperdae Bacteria; 
Microbacterium. 
439852 Bacteria_16S 


2957880 2957774 3 109 


3006716 3006614 7 109 


strain 801 16S ribosomal RNA, partial sequence 


439852 Bacteria_16S 


3059845 3059739 3 109 


strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


439852 Bacteria_16S 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequen 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
439852 Bacteria_16S 
resistens strain 


Microbacterium. 
439852 Bacteria_16S 
strain M408/89/1 


Corynebacterium. 
439852 Bacteria_16S 


imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
439852 Bacteria_16S 
saccharolyticum subsp. 


Halanaerobiales; 
439852 Bacteria_16S 
citrea strain DSM 


Promicromonospora. 
439852 Bacteria_16S 


matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; 


3068722 3068616 3 109 


3115345 3115239 3 109 


DMMZ 1710 16S ribosomal RNA, partial sequence 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


3201786 3201693 16 109 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


3215278 32151767 109 


3376298 3376196 1 103 


senegalense strain DSM 7379 16S 
Halanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 


Halanaerobium. 
3395912 33958107 109 


43110 16S ribosomal RNA, partial sequence 33951 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3430532 34304307 109 


Corynebacteriaceae; Corynebacterium. 


439852 Bacteria_16S 
strain DSM 20315 


439852 Bacteria_16S 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


439852 Bacteria_16S 
strain DSM 43045 


439852 Bacteria_16S 
testaceum strain 


Microbacterium. 
439852 Bacteria_16S 
imperiale strain 


Microbacterium. 
439852 Bacteria_16S 


3452882 3452780 7 109 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


3487860 3487758 7 109 


3504356 35042547 109 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


3507405 3507299 3 109 


DSM 20166 16S ribosomal RNA, partial sequence 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


3510448 3510342 3 109 


DSM 20530 16S ribosomal RNA, partial sequence 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


3518056 3517954 7 109 


senegalense Bacteria 


gi|219856818 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846919 
3005987 30074 


gi| 219846882 
3059104 30605 


gi|219846876 
Actin 
gi|219846845 


gi| 219846787 


219846777 
32145 
Cory 


gi 


Actinomycetales; 


ref |NR_024637.1 
2957165 295857 


ref|NR_026511.1 


ref|NR_026474.1 
; Thauera. 
ref|NR_026468.1 
ce 3067998 306946 
omycetales; 


ref|NR_026437.1 
3114620 311608 
ales; 


ref |NR_026379.1 


eae; Corynebacte 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


219846666 
ribosomal 


gi 


gi| 219846648 


Micr 


gi| 219846624 


gi|219846608 


gi|219846584 
gi|219846573 


gi|219846571 


gi| 219846569 


; Firmicutes; 


Actinomycetales; 


ref 
RNA, 


NR_026258.1 
partial seq 


ref |NR_026240.1 
98 3396650 Promic 
ococcineae; 


ref|NR_026216.1 
3429781 343112 
Coryneba 


ref|NR_026200.1 


; Micrococcaceae 
ref|NR_026176.1 


; Cellulomonadac 


ref |NR_026165.1 


ref|NR_026163.1 
3506673 350814 


ref|NR_026161.1 
3509716 351118 


gi|219846564 


Micrococcineae; 


Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Frigoribacterium. 
Thauera selenatis 


94 Thauera selenatis Bacteria; 


Microbacterium 
0 Microbacterium 


Micrococcineae; 


Microbacterium 
0 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Halanaerobium 
uence 3375527 3377012 


Clostridia; 


Promicromonospora 
romonospora citrea 


Promicromonosporaceae Hi 


Corynebacterium 
4 Corynebacterium 
cterineae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
; Microbacteriaceae; 


Agromyces. 
Microbacterium 
1 Microbacterium 
Microbacteriaceae; 


Microbacterium 
5 Microbacterium 


3; Micrococcineae; Microbacteriaceae; 


ref|NR_026156.1 


Curtobacterium citreum 


strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


439852 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


439852 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


439852 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


439852 Bacteria_16S 


michiganensis sub 


3519571 3519525 53 99 gi 
16S ribosomal RNA, partial sequence 
utes; Mollicutes; Mycoplasmataceae; My 
3522684 3522578 3 109 gi 


etaproteobacteria; Rhodocyclales; Rhod 
3576146 3576062 3 87 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3769162 3769060 7 109 gi 
species tessellarius strain 78181 16S 


219846563 

35188 

coplasma. 
219846561 


6S ribosomal RNA, partial sequence 3521933 35234 


ocyclaceae 
219846525 


3575389 35768 


ionellacea 
219846385 
ribosomal 


ref|NR_026155.1 
49 3520338 Mycopl 


ref |NR_026153.1 


«TR 
ref 


auera. 
NR_026117.1 


e; L 
ref 
RNA, 


egionella. 
NR_025976.1 
partial seq 


Mycoplasma genitalium 
asma genitalium 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


439852 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


439852 Bacteria_16S 


strain Wai33 16S 


Deinococcus-Thermus; 
439852 Bacteria_16S 


strain 20-5 16S r 


Micrococcineae; Microbacteriaceae; Cla 
3841924 3841822 1 103 gi 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
3876899 3876793 3 109 gi 
ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

4023946 4023844 7 109 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


439852 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


439852 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


439852 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


439852 Bacteria_16S 


strain YIM 31530 


4122295 4122189 3 109 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


4197395 4197321 3 
osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 
166241 166140 3 103 


76 gi 


gi 


ridia; Clostridiales; 
462078 462025 51 


Clostridiaceae; 
104 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


439852 Bacteria_16S 


appendicis strain 
appendicis Bacter 
Corynebacteriacea 


439852 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


439852 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


439852 Bacteria_16S 


strain 216 16S ri 


608192 608099 16 109 gi 
IMMIB R-3491 16S ribosomal RNA, parti 

ia; Actinobacteria; Actinobacteridae; 

e; Corynebacterium. 

655384 655283 3 104 gi 

ain 116 16S ribosomal RNA, partial seq 

teria; Proteobacteria; Gammaproteobact 


705073 705016 52 109 gi 
EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


707897 707840 52 109 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


Luteococcus. 


439852 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


439852 Bacteria_16S 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


439852 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


439852 Bacteria_16S 


strain LM 161 16S 


795767 795714 51 104 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
1218808 1218751 52 109 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1291172 1291079 16 109 gi 
109 16S ribosomal RNA, partial sequenc 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

1300065 1300012 51 104 
ribosomal RNA, complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


439852 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


439852 Bacteria_16S 


1394313 1394212 3 104 
bosomal RNA, partial sequence 

motogales; Thermotogaceae; Thermotoga. 
1432236 1432183 51 104 gi 


gi 


vibacter. 

219846334 
nce 38411 
naerobiace 
219846311 


3876152 38776 


Thermus. 
219846207 


4023267 40246 


ococcineae 
219846135 
sequence 
cteria; Rh 


219846077 


4196627 41980 


265678952 


6S ribosomal RNA, partial sequence 165488 16699 


Clostridiu 
265678743 


16S ribosomal RNA, partial sequence 461374 46285 


ionibacter 
265678646 
al sequenc 
Actinomyce 


265678613 
uence 
eria; Pseu 
265678579 
ence 70441 
ales; Prop 


265678577 


707255 70861 


ionibacter 


265678515 
nce 79504 
eptospiril 
219878368 

12181 
ales; Prop 
228720812 
e 12904 
tinomyceta 


219846779 


1299363 13008 


ionibacter 
228715897 


1393543 13950 


224581434 


ref |NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiuw 
ref|NR_025901.1 


ref|NR_025797.1 


7 Mi 
ref 


crobacteriac 
NR_025725.1 
121524 412305 
odocyclales; Rho 


rs 


ref|NR_025667.1 
08 Anoxybacillus 
ref |NR_029260.1 
m. 

ref |NR_029048.1 
ineae; Nocardioi 
ref|NR_028951.1 
e 607486 608955 
tales; Corynebac 


ref/NR_028918.1 
654656 656081 
domonadales; Mor 


ref |NR_028884.1 
6 705838 Friedm 
ionibacterineae; 


ref|NR_028882.1 


ineae; Propionib 
ref |NR_028818.1 
0 796555 Leptos 
lum. 
ref|NR_025507.1 
99 1219566 Luteoc 
ionibacterineae; 


ref|NR_027597.1 
53 1291853 Coryne 
les; Corynebacte 
ref|NR_026371.1 


inea 
ref 


e; Nocardioi 
NR_027542.1 


ref 


NR_027216.1 


Halanaerobium 
erobium lacurosei 
m. 

Thermus filiformis 


26 Thermus filiformis Bacteria; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Petrobacter 

2 Petrobacter 

docyclaceae; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Corynebacterium 
Corynebacterium 

terineae; 


Psychrobacter 
Psychrobacter 
axellaceae; 


Friedmanniella 
anniella lacustris 


Nocardioidaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Leptospirillum 
pirillum ferriphilum 


Luteococcus sanguinis 
occus sanguinis 
Propionibacteriaceae; 


Corynebacterium 
bacterium urealyticum 


rineae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Leptospirillum 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


439852 Bacteria_16S 
strain R7 16S rib 
G 
439852 Bacteria_16S 
afermentans subsp 

Corynebacterium afermentans subsp. 


Proteobacteria; 


Actinomycetales; Corynebacterineae; Corynebacteriaceae; Corynebacterium. 

439852 Bacteria_16S 1548875 1548826 54 103 gi|219857245|ref|NR_024875.1| Aquabacterium commune 
strain B8 16S ribosomal RNA, partial sequence 1548180 1549595 Aquabacterium commune Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

439852 Bacteria_16S 1550341 1550292 54 103 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

439852 Bacteria_16S 1878757 1878708 54 103 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
439852 Bacteria_16S 1953360 1953267 16 109 gi|219878226|ref|NR_025365.1| Corynebacterium 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 1954047 Corynebacterium 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

439852 Bacteria_16S 2455011 2454958 56 109 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

439852 Bacteria_16S 2587975 2587918 52 109 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

439852 Bacteria_16S 2659918 2659865 51 104 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 

439852 Bacteria_16S 2837272 28371767 103 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

439852 Bacteria_16S 2970021 2969964 52 109 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

439852 Bacteria_16S 3175833 3175740 16 109 gi|219846804|ref|NR_026396.1| Corynebacterium 
mucifaciens strain DMMZ 2278 16S ribosomal RNA, partial sequence 3175122 3176580 Corynebacterium 
mucifaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

439852 Bacteria_16S 3451320 3451219 3 104 gi|219846609|ref|NR_026201.1| Thermotoga elfii 
strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 3452089 Thermotoga elfii Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

439852 Bacteria_16S 3766298 3766197 3 104 gi| 219846387 |ref|NR_025978.1| Desulfovibrio 
acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulfovibrio acrylicus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
439852 Bacteria_16S 3778345 3778244 3 104 gi|219846378|ref|NR_025969.1| Thermotoga subterranea 
strain SL1 16S ribosomal RNA, partial sequence 3777587 3779067 Thermotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

439852 Bacteria_16S 4109996 4109943 51 104 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
439852 Bacteria_16S 4111562 4111509 51 104 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
439852 Bacteria_16S 4125322 41252257 104 gi|219846133|ref|NR_025723.1| Kocuria marina strain 
KMM 3905 16S ribosomal RNA, partial sequence 4124587 4126026 Kocuria marina Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

439852 Bacteria_16S 274520 274424 3 99 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 
strain S-16 16S ribosomal RNA, partial sequence 273748 275246 Mycoplasma hyosynoviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

439852 Bacteria_16S 279068 278972 3 99 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

439852 Bacteria_16S 298750 298650 3 103 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
439852 Bacteria_16S 316979 316879 3 103 gi|265678849|ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 


1446140 1446039 3 

osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1500505 1500412 16 109 gi 
afermentans strain CIP 103499 16S ri 


104 gi 


224581423 


1445391 14468 
oraxellace 


219846622 


bosomal RN 
afermentans Bacteria; Actinobacteria; 


Psychrobacter arenosus 
arenosus Bacteria; 
Tis 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_026214.1| Corynebacterium 
A, complete sequence 1499786 1501111 
Actinobacteridae; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


fever group. 


439852 Bacteria_16S 


strain HTCC2506 1 


439145 439093 51 103 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 


439852 Bacteria_16S 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


439852 Bacteria_16S 


strain W1-2B 16S 


552387 552299 16 104 gi 
613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


1069427 1069327 3 103 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


439852 Bacteria_16S 


strain R 16S ribo 


fever group. 


439852 Bacteria_16S 


DSM 9946 16S ribo 


Deinococcus-Thermus; 
439852 Bacteria_16S 
13501 16S ribosomal RNA, 


Proteobacteria; B 


439852 Bacteria_16S 


265678762 


6S ribosomal RNA, partial sequence 438478 43991 


ales; Cory 


265678331 


1068707 10701 


spotted 


ref|NR_029067.1| Fulvimarina pelagi 
9 Fulvimarina pelagi Bacteria; 


timonadaceae; Fulvimarina. 
265678684 |ref|NR_028989.1| Corynebacterium 
e 551703 553077 Corynebacterium aquilae 


nebacterineae; Corynebacteriaceae; 


ref |NR_028633.1 
33 Brevundimonas 


Brevundimonas nasdae 
nasdae Bacteria; 


aulobacteraceae; Brevundimonas. 

1129681 1129581 3 103 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 

somal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

1162965 1162862 3 106 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 

somal RNA, partial sequence 1162257 1163688 Meiothermus silvanus DSM 9946 Bacteria; 
Deinococci; Thermales; Thermaceae; Meiothermus. 
1193227 1193127 3 103 gi|228715722|ref|NR_027537.1| Bordetella hinzii LMG 
complete sequence 1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 

etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1388416 1388316 3 103 gi|228716720|ref|NR_027554.1| Burkholderia tuberum 
ribosomal RNA, partial sequence 1387667 1389146 Burkholderia tuberum STM678 Bacteria; 


strain STM678 16S 


Proteobacteria; B 


439852 Bacteria_16S 
limicola strain G 


limicola Bacteria 


439852 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


439852 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


439852 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


439852 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 


439852 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


439852 Bacteria_16S 


phocicerebrale st 
phocicerebrale Ba 


439852 Bacteria_16S 


strain K24 16S ri 
Proteobacteria; B 


439852 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


439852 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


439852 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


439852 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


439852 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


439852 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


439852 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


439852 Bacteria_16S 


strain BS5-8 16S 
Proteobacteria; B 


etaproteobacteria; Burkholderiales; Bu 
1830089 1829989 3 103 gi 
olChil 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; 
1897479 1897379 3 103 gi 


, 


etaproteobacteria; Burkholderiales; Al 
1947269 1947169 3 103 gi 


etaproteobacteria; Burkholderiales; Al 
2201426 2201330 3 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2230154 2230054 3 103 gi 
ain HKU1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Betaproteobacte 
2279185 2279089 3 99 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2282207 2282111 3 99 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2307829 2307729 3 103 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2477562 2477466 3 99 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2479034 2478938 3 99 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480541 2480445 3 99 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482054 2481958 3 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485075 2484979 3 99 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486594 2486498 3 99 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2618928 2618828 3 103 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2649477 2649377 3 103 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


Rhod 
gi 


complete seq 


219878316 
uence 
Rhodocycla 
219878265 


16S ribosomal RNA, partial sequence 1896710 18982 


caligenace 
219878230 


6S ribosomal RNA, partial sequence 1946525 19480 


caligenace 
219857598 


2200688 22021 


219857579 
quence 

ria; Neiss 
219857547 


2278443 22799 


219857545 

equence 

lasmatacea 
219857524 


2307079 23085 


caligenace 
219857398 


2476824 24782 


219857397 


2478295 24797 


219857396 


2479798 24812 


219857395 


2481316 24827 


219857393 


2484337 24857 


219857392 


2485849 24873 


219857253 


2618180 26196 


ocyclaceae 
219857225 


rkholderia 


ceae; Burkholder 
ref|NR_025455.1 
1829317 183084 


ia. 

Propionivibrio 
7 Propionivibrio 
les; Rhodocyclaceae; Propionivibrio. 
ref|NR_025404.1| Bordetella trematum 
30 Bordetella trematum Bacteria; 
ae; Bordetella. 
ref|NR_025369.1| Bordetella petrii 
20 Bordetella petrii Bacteria; 
ae; Bordetella. 
ref|NR_025186.1| Mycoplasma moatsii 
48 Mycoplasma moatsii Bacteria; 


ref|NR_025167.1 
2229404 223086 
eriales; Neisseriaceae; Laribacter. 
ref|NR_025135.1| Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 


Laribacter 
2 Laribacter 


ref|NR_025133.1 
2281465 228293 
e; Mycoplasma. 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphaga. 
ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


Mycoplasma 
0 Mycoplasma 


Pigmentiphaga kullae 
kullae Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024853.1 


Dechloromonas agitata 
agitata Bacteria; 


Azonexus fungiphilus 


2648722 2650196 Azonexus fungiphilus Bacteria; 
Rhodocyclaceae; Azonexus. 


439852 Bacteria_ 


kururiensis strai 
Proteob 
439852 Bacteria_16S 


Bacteria; 


europaeus strain 
Bacteria; 


Succinivibrio. 


439852 Bacteria_16S 
DSM 11303 16S rib 
Deinococcus-Thermus; 
439852 Bacteria_16S 


strain DSM 10022 
Firmicutes; 


Proteobacteria; 


Proteobacteria; 


aeschlimannii Bac 
Rickettsia; 


strain UIA 16S ri 
Tenericutes; Moll 


439852 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


439852 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Halothiobacillus. 


439852 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


439852 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


439852 Bacteria_16S 


parapertussis str 
parapertussis Bac 


439852 Bacteria_16S 


bronchiseptica st 
bronchiseptica Ba 


439852 Bacteria_16S 


rhipicephali stra 
rhipicephali Bact 
Rickettsia; spott 


439852 Bacteria_16S 


strain Mtul 16S r 
Proteobacteria; A 
fever group. 


439852 Bacteria_16S 


strain Td-21 16S 


Proteobacteria; B 


439852 Bacteria_16S 


strain Karp 16S r 
Proteobacteria; A 


Proteob 
439852 Bacteria_16S 
tapeticola strain 
tapeticola Bacter 
439852 Bacteria_16S 
dextrinosolvens s 
dextrinosolvens B 


Clost 
439852 Bacteria_16S 
strain Feox-1 16S 
B 
439852 Bacteria_16S 
strain 106 16S ri 
B 
439852 Bacteria_16S 
congolense strain 
congolense Bacter 
439852 Bacteria_16S 
aeschlimannii str 


spott 
439852 Bacteria_16S 


16S 2835756 2835656 3 103 gi 
n KP23 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
3003718 3003611 3 109 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3008151 3008099 57 109 gi 
ccc Baja-95 Cl.2 16S ribosomal RNA, p 
ia; Cyanobacteria; Oscillatoriales; Ha 
3056784 3056704 29 109 gi 
train 0554 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


3146837 3146745 17 

osomal RNA, partial sequence 

Deinococci; Deinococcales; 
3230394 3230294 3 103 


109 gi 


Deinoco 
gi 


cc 


Clostridiales Fami 
3269643 3269543 3 103 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3556488 3556388 3 103 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3676517 3676415 1 103 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3679607 3679507 3 103 gi 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 

3690138 3690042 3 99 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3708146 3708042 1 105 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3718616 3718516 3 103 gi 
DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


ridia; Clostridiales; 


Oc 


se 
ia 


qu 
er 


gi 


en 
ro. 


eq 
a; 


3752685 3752589 3 99 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3758733 3758637 3 99 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3805436 3805336 3 103 gi 


gi 


ibosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ricke 
3855530 3855430 3 103 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
3934964 3934864 3 103 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales 


gi 


Rhod 
gi 


Oc 


; Ricke 


439852 Bacteria_16S 


strain 2761 16S 
Proteobacteria; B 


en 
ri 
219846921 
nc 30029 
ri 
219846918 
tial seq 
spirulin 
219846884 
se 
ct 


ar 
lo 


219856900 
ce 28349 
Bu 


ales; 


e 
llales; 


quence 


219846824 
3146120 31475 


aceae; 


219846767 
16S ribosomal RNA, partial sequence 3229651 32311 


ly XI. 


219846741 
3268876 32703 
pt 
219846538 
3555718 35572 
yclaceae 
219846453 


othrix. 


quence 
les; 


ence 


ia; Ric 


219846444 
3689398 36908 


219846431 


ce 3707 
biales; 


219846424 


uence 
Chroma 


219846397 
3751943 37534 


219846393 
3757993 37594 


219846359 


ain 522 16S ribosomal RNA, partial sequence 3804660 380612 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 

3806950 3806850 3 103 gi| 219846358 |ref|NR_025949.1 
rain Dog 71 16S ribosomal RNA, partial sequence 3806174 380763 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alc 

3846471 3846371 3 103 gi|219846331|ref|NR_025921.1 
in 3-7-6 16S ribosomal RNA, complete sequence 3845748 384718 
eria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Ricket 
ed fever group. 

3849451 3849351 3 103 gi|219846329|ref|NR_025919.1 


3848728 38501 


ttsiace 


219846325 
3854781 38562 


yclacea 


219846270 
3934247 39357 


ttsiace 


3964586 3964486 3 103 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


gi 


219846249 
3963836 3965295 Rhodocyclus tenuis Bacteria; 
Rhodocyclaceae; 


eria; Ae 


Hal 
219846451 


ref|NR_024721.1 
92 2836452 Burkh 
rkholderiaceae; 
ref|NR_026513.1 
97 3004478 Gluco 
Acetobacteracea 
ref|NR_026510.1 
uence 300750 
a. 
ref |NR_026476.1 

3056079 305754 
romonadales; Su 
ref|NR_026416.1 
einococcus. 
ref|NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; 
ref |NR_026333.1 


D 


I 


ref|NR_026130.1 


; Zoogloea. 
ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref |NR_026042.1 

3678896 368032 
kettsiales; Ricke 


ref|NR_026035.1 


ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_026015.1 

3717841 371934 
iales; Halothiob 


3 


t 


ref|NR_025988.1 


ref |NR_025984.1 


ref|NR_025950.1 


R 


ae; Rickettsieae; 


ref|NR_025915.1 


; Az 
ref 


e oarcus. 


NR_025860.1 


ae; R 


ref 


ickettsieae; 


fo} 


n 
e 


Cc 


P 


Burkholderia 
lderia kururiensis 
Burkholderia. 
Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Halospirulina 
4 3008891 Halospirulina 


, 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Halanaerobium 

4 Halanaerobium 
alanaerobium. 

Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Halothiobacillus 

4 Halothiobacillus 
acillaceae; 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 


NR_025839.1 


Rhodocyclus. 


Rhodocyclus tenuis 


439852 Bacteria_16S 


strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 41767 


4176088 4175988 3 


103 gi 


219846096 


ref 
83 Achromobacter 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
4177573 4177473 3 


439852 Bacteria_16S 
insolitus strain 


439852 Bacteria_16S 
strain B 5329 16S 


439852 Bacteria_16S 


strain 136 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


439852 Bacteria_16S 


strain 27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


439852 Bacteria_16S 


strain ST26 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


439852 Bacteria_16S 


strain ST50 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


439852 Bacteria_16S 
strain CDC F5101 


49060 


54 


120491 120436 54 


137196 137141 54 


138755 138700 54 


140284 140229 54 


289556 289497 44 


16S ribosomal RNA, 


103 gi 


LMG 6003 16S ribosomal RNA, partial sequence 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; 
49005 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


109 gi 


48 


109 gi 


11 


109 gi 


13 


109 gi 


13 


109 gi 


13 


103 gi 


complete sequence 


Actinomycineae; 


Micrococcineae; 
ref 
8055 139531 Sanguibacter 
Sanguibacterac 
ref 
9582 141058 Sanguibacter 
Sanguibacterac 
ref 
288824 290348 Bordetella holmesii Bacteria; 


Micrococcineae; 


219846095 


265679031 


372 49856 


265678982 


265678971 


265678970 


265678969 


265678867 


ref 
4176834 417830 
Burkholderiales; Alcaligenaceae; 
ref 
Actinobaculum 
Actinomycetaceae; 
ref 
9823 121322 Cellulomonas 
Micrococcineae; 
ref 
6495 138004 Oerskovia turbata Bacteria; 
Cellulomonadac 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
397283 397228 54 


439852 Bacteria_16S 


xylanilytica strain XIL11 16S ribosomal RNA, 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; 
Cellulomonas. 


Cellulomonadaceae; 
439852 Bacteria_16S 
aerosaccus strain 
Bacteria; 
439852 Bacteria_16S 
strain R9242 16S 


439852 Bacteria_16S 


strain Muenster 2000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


439852 Bacteria_16S 
N7 16S ribosomal 
Gammaproteobacteria; 
439852 Bacteria_16S 


strain SJ 16S ribosomal RNA, partial sequence 


527888 527833 54 


569089 569034 54 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


631053 630998 54 


659841 659786 54 


RNA, partial sequence 
Pseudomonadales; 


936349 936278 3 


109 gi 


complete sequence 


109 gi 


G 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; 


109 gi 


56 


Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 
1013088 1013033 54 


439852 Bacteria_16S 


strain GP1ll1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


439852 Bacteria_16S 
strain Ne 11 16S 


439852 Bacteria_16S 
L-3 16S ribosomal 
Gammaproteobacteria; 


1016080 1016025 54 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


1017577 1017522 54 


RNA, partial sequence 
Pseudomonadales; 


Moraxellaceae; 


Moraxella. 


265678790 


265678700 


265678673 
8394 56988 


ref 
396579 398094 
Actinomyceta 


ref 
527192 528675 Enhydr 
Morax 
ref 
1 Actinobaculum 


439852 Bacteria_16S 
1279 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
439852 Bacteria_16S 
DSM 10542 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Sanguibacter. 
439852 Bacteria_16S 
ruhlandii strain 


Bacteria; 


Firmicutes; 


Proteobacteria; Betaproteobacteria; Burkholder 
439852 Bacteria_16S 
bernardiae strain 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 
439852 Bacteria_16S 
strain HM-7 16S ribosomal RNA, partial sequence 
Clostridia; 
439852 Bacteria_16S 

piechaudii strain EY3860 16S ribosomal RNA, partial sequence 


1158386 1158283 3 106 gi 
Deinococci; Thermales; 
1349147 1349092 54 


Thermaceae; 
109 gi 


1456657 1456598 44 103 gi 
EY3918 16S ribosomal RNA, partial seque 


1458010 1457955 54 109 gi 
LCDC 89/0504 16S ribosomal RNA, partia 
A 
1464101 1464062 64 103 gi 

Clostridiales; Clostridiales Fam 
1471732 1471673 44 103 gi 


228721491 
1157686 1159115 Meiothermus ruber DSM 


228720600 
1348448 13499 
224581416 


nee 1455966 1457283 Achrom 


224581414 


224581410 
1463419 1464873 Mogibacterium 


224581405 


ref 


Meiothermus. 
ref 


les; Micrococ 


ref 


Alcali 
ref 


iales; 


1 sequence 1457334 145871 


ctinomycetale 
ref 


ily XIII. Inc 


42 Sanguibacter 


NR_025686.1 


NR_025685.1 


NR_029339.1 


NR_029290.1 


NR_029279.1 


NR_029278.1 


NR_029277.1 


NR_029173.1 


Bordetella. 
NR_029095.1 


les; Microco 
NR_029005.1 


ellaceae; En 
NR_028978.1 


NR_027614.1 


NR_027595.1 
cineae; Sang 
NR_027197.1 


genaceae; Ac 
NR_027195.1 


s; Actinomyc 


NR_027191.1 


ertae Sedis; 


ref 


Achromobacter spanius 
spanius Bacteria; 


Achromobacter. 


Achromobacter 
6 Achromobacter 
Achromobacter. 
Actinobaculum schaalii 
schaalii Bacteria; 
Actinobaculum. 
Cellulomonas uda 


uda Bacteria; 
Cellulomonadac 


eae; Cellulomonas. 
Oerskovia turbata 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Bordetella holmesii 


Cellulomonas 
Cellulomonas 
ccineae; 


Enhydrobacter 

obacter aerosaccus 
hydrobacter. 
Actinobaculum urinale 
urinale Bacteria; 


Actinomycetaceae; Actinobaculum. 
109 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
630349 631823 Kytococcus schroeteri 
Micrococcineae; Dermacoccaceae; Kytococcus. 
109 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Moraxellaceae; Moraxella. 
74 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
935581 937044 Bacteriovorax marinus Bacteria; 
Bacteriovoracaceae; Bacteriovorax. 
109 gi|265678369|ref|NR_028671.1| Moraxella caviae 
1012401 1013846 Moraxella caviae Bacteria; 
ae; Moraxella. 
109 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 
1015393 1016838 Moraxella catarrhalis Bacteria; 
ae; Moraxella. 
109 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 


Meiothermus ruber DSM 
1279 Bacteria; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Achromobacter 

obacter ruhlandii 
hromobacter. 
Arcanobacterium 

5 Arcanobacterium 

ineae; Actinomycetaceae; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 


NR_027186.1 


Achromobacter 


1471041 1472361 Achromobacter 


piechaudii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


439852 Bacteria_16S 


fresconis strain 


fresconis Bacteria; Actinobacteria; Actinobacteridae; Act 


Brachybacterium. 


439852 Bacteria_16S 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


439852 Bacteria_16S 


strain DSM 46000 
Actinobacteria; A 


439852 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


439852 Bacteria_16S 


humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 


439852 Bacteria_16S 


limnaeus strain A 
Bacteria; Proteob 


439852 Bacteria_16S 


gubbeenense strai 
gubbeenense Bacte 


Microbacteriaceae; 
439852 Bacteria_16S 


strain T1-X7 16S 
Actinobacteria; A 


439852 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 
Micrococcaceae; A 


439852 Bacteria_16S 
somal RNA, partial sequence 2576563 2577940 Cellu 


strain O 16S ribo 
Actinobacteria; A 


439852 Bacteria_16S 
somal RNA, partial sequence 2577991 2579369 Cellu 


strain I 16S ribo 
Actinobacteria; A 


439852 Bacteria_16S 


strain Al-3 16S r 
Actinobacteria; A 


439852 Bacteria_16S 


strain IFO 16238 
Actinobacteria; A 


439852 Bacteria_16S 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


439852 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


439852 Bacteria_16S 


strain HK1 0089 1 
Actinobacteria; A 


439852 Bacteria_16S 


strain GY-1 16S r 
Deinococcus-Therm 


439852 Bacteria_16S 


strain DSM 44267 
Actinobacteria; A 


439852 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


439852 Bacteria_16S 


strain M17C 16S r 
Actinobacteria; A 


439852 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


439852 Bacteria_16S 


1761806 1761751 54 109 gi 
LMG 20336 16S ribosomal RNA, partial s 


1805603 1805548 54 109 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1807141 1807086 54 


v 


109 gi 
ctinobacteridae; Actinomycetales; Micr 
1899008 1898921 16 103 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1900472 1900417 54 109 gi 
DSM 12362 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

e; Ornithinimicrobium. 

1904716 1904665 53 104 gi 
26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2328893 2328838 54 109 gi 
n LMG S-19263 16S ribosomal RNA, parti 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 

2492601 2492546 54 109 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2516796 2516741 54 109 gi 
strain A-6 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

2577266 2577211 54 


’ 


gi 


109 gi 
ctinobacteridae; Actinomycetales; Micr 
2578695 2578640 54 109 gi 


ctinobacteridae; Actinomycetales; Micr 
2748235 2748180 54 109 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2838663 2838608 54 109 gi 


ctinobacteridae; Actinomycetales; Micr 
3046047 3045992 54 109 gi 
HKI 0125 16S ribosomal RNA, partial se 


Ornithinicoccus. 

3080797 3080691 3 109 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3133264 3133209 54 109 gi 
6S ribo 
ctinobacteridae; Actinomycetales; Micr 
3139277 3139174 3 106 gi 
ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3152918 3152863 54 109 gi 
16S rib 
ctinobacteridae; Actinomycetales; Micr 
3169744 3169657 17 104 gi 
ain DSM 20540 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; 
3377760 3377705 54 109 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3389941 3389838 3 106 gi 


e; 


gi 


a; Actinobacteria; Actinobacteridae; Act 


Deinococci; 


ain ATCC 700543 16S ribosomal RNA, par 
teria; Deinococcus-Thermus; Deinococci; 
3397370 3397315 54 109 gi 


219878364 
equence 
inomycet 


219878332 
al sequenc 
e; 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 


ococcineae 
219878264 
nce 18982 
caligenace 
219878263 
sequence 

Actinomyce 


219878260 
19040 
ales; Chro 
219857510 
al sequenc 
Actinomyc 


219857388 


2491905 24933 
occineae; 


oc 
219857366 
sequence 

idae; Acti 


219857283 


ococcineae 
219857282 


ococcineae 
219857155 


2747544 27488 


ococcineae 
219856898 


16S ribosomal RNA, partial sequence 2837959 28394 


ococcineae 
219846891 

quence 

inomycet 


219846868 
ce 30800 
ellales; D 
219846833 


somal RNA, partial sequence 3132587 31340 


ococcineae 
219846829 


3138565 31400 
eiothermus. 


M 
219846820 


osomal RNA, partial sequence 3152235 31537 


ococcineae 
219846808 
al sequenc 
; Deinococ 
219846664 


3377063 33785 


ococcineae 
219846652 
tial seque 
; Thermale 
219846647 


Actinomycet 


ref|NR_025503.1 
1761124 176259 
ales; Micrococci 


, 


ref|NR_025471.1 
e 1804913 180639 
ales; Microc 


ref|NR_025470.1 


; Cellulomonadac 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025402.1 

1899804 190110 
tales; Micrococc 


ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024954.1 

2516115 251756 
nomycetales; Mic 


ref 
lomo 
7 Ce 
ref 
lomo 
; Ce 
ref 


NR_024914.1 
nas iranensi 
1lulomonadac 
NR_024913.1 
nas persica 
1llulomonadac 
NR_024783.1 


7 Mi 
ref 


crococcaceae 
NR_024717.1 
; Microbacteriac 
ref |NR_026483.1 

3045360 304685 
ales; Micrococci 


v 


ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 


v 
ref |NR_026425.1 


; De 
ref 


rmacoccaceae 
NR_026421.1 


ref|NR_026412.1 


; Intrasporangia 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococc 
ref |NR_026256.1 
; De 
ref 
nce 
S32. 


rmacoccaceae 
NR_026244.1 

338924 
hermaceae; M 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Brackiella oedipodis 
ella oedipodis Bacteria; 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Microbacterium 
4 Microbacterium 
cineae; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Arthrobacter 

0 Arthrobacter 

rococcineae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Arthrobacter russicus 


84 Arthrobacter russicus Bacteria; 


v 


Arthrobacter. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 

Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Desulfurella 
urella propionica 

Desulfurella. 

Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 


Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 


Meiothermus 
4 3390664 Meiothermus 
eiothermus. 


ref|NR_026239.1 


Oerskovia enterophila 


strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 


439852 Bacteria_1 


strain NCTC 25174 


Bacteria; Actinob 


Cellulomonas. 


439852 Bacteria_1 
strain 234/92 16S 
Actinobacteria; Actinobacteridae; 
439852 Bacteria_1 


strain 18323 16S 
Proteobacteria; 


439852 Bacteria _1 
strain JC1078 16S 


439852 Bacteria_16S 


strain DSB MGU 15 


B 


6S 3415634 3415579 54 109 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
6S 3571550 3571495 54 109 gi|219846528|ref|NR_026120.1| Turicella otitidis 
ribosomal RNA, partial sequence 3570843 3572303 Turicella otitidis Bacteria; 
Bifidobacteriales; Turicella. 
6S 3803881 3803822 44 103 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
6S 4054136 4054081 54 109 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
349145 349043 7 109 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
792845 792743 7 109 gi|265678517|ref|NR_028820.1| Spirochaeta americana 


439852 Bacteria_16S 


strain ASpGl 16S 
Spirochaetes; 


Bacteria; 


subsp. pomaceae s 


subsp. pomaceae B 


Zymomonas. 


439852 Bacteria_16S 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 
439852 Bacteria_16S 
fructosovorans st 


fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrio. 

439852 Bacteria_16S 1178149 1178047 3 105 gi|228718030|ref|NR_027570.1 
DSM 12563 16S ribosomal RNA, partial sequence 1177428 11788 

Bacteria; Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

439852 Bacteria_16S 1339830 1339780 53 103 gi|228721340|ref|NR_027605.1 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 134062 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirill 
Magnetospirillum. 

439852 Bacteria_16S 1346075 1346025 54 104 gi| 228720938 |ref|NR_027599.1 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachy 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brachybacterium. 

439852 Bacteria_16S 1760285 1760235 54 104 gi| 219878365 |ref|NR_025504.1 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 176107 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcine 
Brachybacterium. 

439852 Bacteria_16S 1763328 1763278 54 104 gi| 219878363 |ref|NR_025502.1 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 176264 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Dermabacteraceae; Brachybacterium. 

439852 Bacteria_16S 2389555 2389509 53 99 gi| 219857467 |ref|NR_025055.1 
strain IL371 16S ribosomal RNA, partial sequence 2388858 23902 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

439852 Bacteria_16S 2474514 2474468 53 99 gi|219857400|ref|NR_024988.1 
cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 2473825 247526 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
439852 Bacteria_16S 2476009 2475963 53 99 gi| 219857399 |ref|NR_024987.1 


strain 4822 16S r 
Tenericutes; Moll 


439852 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


439852 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


439852 Bacteria_16S 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 


Spi 
439852 Bacteria_16S 
shriftii strain D 
Firmicu 
439852 Bacteria_16S 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 
817311 817265 57 


103 gi 


tes; Clostridia; Halanaerobiales; 


834115 834065 53 103 gi 


835617 835567 53 103 gi 


7 Zymomonas. 


970288 970199 6 95 gi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489621 2489525 3 99 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2841781 2841731 53 103 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; Hala 
2851081 2850975 3 109 gi 


SSE-1 16S ribosomal RNA, partial seque 
Halo 


train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 


rain JJ 16S ribosomal RNA, partial seq 


792094 79356 
Spirocha 


eta. 
265678501 

nce 
265678490 


cteria; 


265678489 


265678397 
uence 


2475319 24767 


219857390 


2488881 24903 


219856896 
ce 28410 
na 
219856890 


81658 
bacteroida 


ial sequen 
Sp 


tial seque 
roteobacte 


erobiace 


ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref |NR_028699.1 
969528 971049 


ref |NR_024978.1 


ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref|NR_024709.1 


0 Spirochaeta americana Bacteria; 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 
Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Desulfovibrio 
Desulfovibrio 


Desulfovibrionaceae; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 


crococcineae; 


Mycoplasma microti 


92 Mycoplasma microti Bacteria; 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Halanaerobium 
erobium fermentans 


mM. 


Pseudomonas 


2850317 285183 


5 Pseudomonas 


hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


439852 Bacteria_ 


magnetotacticum s 
magnetotacticum B 


Magnetospirillum. 
439852 Bacteria_ 


strain Z-7692 16S 
Spi 
439852 Bacteria_16S 
strain Z-7491 16S 
Spi 
439852 Bacteria_16S 
tyrofermentans st 
tyrofermentans Ba 


Spirochaetes; 


Spirochaetes; 


Dermabacteraceae; 


439852 Bacteria_16S 
nesterenkovii str 
nesterenkovii Bac 


Dermabacteraceae; 


439852 Bacteria_16S 
alimentarium stra 
alimentarium Bact 


Dermabacteraceae; 


439852 Bacteria_16S 
lacticum strain D 
lacticum Bacteria 


Microbacterium. 


439852 Bacteria_16S 
fusiformis strain 
Bacteria; Verruco 
439852 Bacteria_16S 
debontii strain F 
Bacteria; Verruco 
439852 Bacteria_16S 
strain 4229 16S r 
Tenericutes; Moll 
439852 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; 


strain KS 0043 16 
Proteobacteria; 
Bacteria; 
Bacteria; 
strain BSB 41.8 1 
Proteobacteria; 


Proteobacteria; 


valerianellae Bac 


439852 Bacteria_16S 


nivimaris strain 
Bacteria; 


strain MV1075 16S 
Thermotogae; 


strain IMI 359870 


Proteobacteria; 


Proteobacteria; B 


439852 Bacteria_16S 


pseudoflava strai 


Spi 
439852 Bacteria_16S 


B 
439852 Bacteria_16S 
taiwanensis strai 
Proteob 
439852 Bacteria_16S 
defluvii strain B 
Proteob 
439852 Bacteria_16S 


B 
439852 Bacteria_16S 
strain K1l1 16S ri 
B 
439852 Bacteria_16S 
valerianellae str 


Proteob 
439852 Bacteria_16S 


Ther 
439852 Bacteria_16S 


B 
439852 Bacteria_16S 
strain 2 16S ribo 


16S 3198770 3198720 53 103 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


219846789 
ial sequen 
cteria; Rh 


16S 3315329 33152277 109 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirochaeta. 
3316855 3316753 7 109 gi| 219846709 
ribosomal RNA, partial sequence 3316113 33175 
rochaetales; Spirochaetaceae; Spirochaeta. 
3354836 3354786 54 104 gi| 219846680 
rain CNRZ 926 16S ribosomal RNA, complete sequen 
cteria; Actinobacteria; Actinobacteridae; Actino: 
Brachybacterium. 
3357959 3357909 54 104 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 
3359523 3359473 54 104 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 
3511970 3511864 3 109 gi 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


gi|219846710 
3314589 33160 


’ 


219846678 
1 sequence 
e; 
219846677 


sequence 
Actinomy 


v 


219846568 
quence 
tinomyceta 


, 


3705103 3705005 7 105 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3706622 3706524 7 105 gi 
C3 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicrobiales; 
3859959 3859913 53 99 gi| 219846322 
ibosomal RNA, partial sequence 3859256 38606 
icutes; Mycoplasmataceae; Mycoplasma. 
4188278 4188176 3 105 gi|219846084 
6S ribosomal RNA, partial sequence 4187537 41889 
rochaetales; Brachyspiraceae; Brachyspira. 
307913 307864 54 103 gi| 265678855 
S ribosomal RNA, complete sequence 307188 30872 
etaproteobacteria; Burkholderiales; Comamonadace 
391199 391150 54 103 gi| 265678794 
n cf 16S ribosomal RNA, partial sequence 39048 
acteria; Betaproteobacteria; Burkholderiales; Bu 
498896 498847 54 103 gi| 265678719 
SB 9.5 16S ribosomal RNA, partial sequence 49817 
acteria; Betaproteobacteria; Burkholderiales; Co 
500448 500399 54 103 gi| 265678718 
6S ribosomal RNA, partial sequence 499730 50125 


219846433 
ce 37043 
robiales; 
219846432 
37058 


etaproteobacteria; Burkholderiales; Comamonadace 
533949 533900 54 103 gi| 265678696 
bosomal RNA, partial sequence 533233 53475 


mamonadace 
265678668 
al sequenc 
ria; Burkh 
265678643 
ence 61213 


etaproteobacteria; Burkholderiales; Co: 
576580 576531 54 103 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
612902 612801 3 104 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomonadales; M 
670485 670452 3 36 gi| 265678602 
ribosomal RNA, partial sequence 669757 67122 
motogales; Thermotogaceae; Marinitoga. 
942439 942390 54 103 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Comamonadace 
944002 943953 54 103 gi| 265678416 
somal RNA, partial sequence 943283 944795 Hydro 
etaproteobacteria; Burkholderiales; Comamonadace 


265678417 
94171 


Actinomycet 


ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref|NR_026302.1 


ref|NR_026301.1 


ref |NR_026272.1 
ce 3354134 335564 
mycetales; Micro 


ref |NR_026270.1 
3357257 335877 
ales; Microc 


ref |NR_026269.1 
3358821 336033 
cetales; Microco 


ref|NR_026160.1 
3511236 351270 
les; Micrococcin 


ref |NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_026023.1 
70 3707337 Prosth 
Verrucomicrobiac 
ref|NR_025912.1 


ref|NR_025674.1 


ref|NR_029161.1 
ae; Comamonas. 
ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref|NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy: 
ref|NR_029023.1 


ae; 
ref 


Hydrogenopha 
NR_029001.1 


ae; Ottowia. 
ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref |NR_028907.1 


ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 


945565 945516 54 103 gi| 265678415 
n GA3 16S ribosomal RNA, partial sequence 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Brachybacterium 
0 Brachybacterium 
occineae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Chitinimonas 

imonas taiwanensis 
Chitinimonas. 
Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Psychrobacter 

obacter nivimaris 
ychrobacter. 

Marinitoga camini 


5 Marinitoga camini Bacteria; 


Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga flava 
Bacteria; 
ga. 


Hydrogenophaga 


944846 946358 Hydrogenophaga pseudoflava 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


439852 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


strain 133 16S ri 
Proteobacteria; B 


strain 146 16S ri 
Proteobacteria; B 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


439852 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


strain 7-1 16S ri 
Proteobacteria; B 


ATCC BAA-548 16S 
Bacteria; Lentisp 


tataouinensis TTB 
TTB310 Bacteria; 


naphthalenivorans 
CJ2 Bacteria; Pro 


strain KA3 16S ri 
Thermotogae; 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


439852 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


stercoricanis str 


stercoricanis Bacteria; 
439852 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; 


nitrativorans str 


nitrativorans Bacteria; 
439852 Bacteria_16S 


948691 948642 54 


950252 950203 54 


951811 951762 54 


953362 953313 54 
eria; Proteobacteria; 


954922 954873 54 


1037506 1037457 54 


1181177 1181100 27 
ribosomal RNA, partial 


1197838 1197789 54 


1376357 1376308 54 


1395869 1395836 3 


1470237 1470136 3 
eria; Proteobacteria; 


1551809 1551760 54 


1623077 1623028 54 


Proteobacteria; 
1725274 1725225 54 


1936494 1936445 54 


Proteobacteria; 
1963948 1963899 54 


103 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 


103 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 


103 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 


103 


103 


103 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
439852 Bacteria_16S 


104 


sequence 


103 


103 


36 


bosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 
439852 Bacteria_16S 


104 


103 


103 


103 


103 


103 


gi 
94 


gi 
94 


gi 
95 


gi 


in CA 1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi 


6S ribosomal RNA, partial sequence 954207 95569 
etaproteobacteria; Burkholderiales; Comamonadace 
439852 Bacteria_16S 


gi 
10 


gi 
11 


haerae; Victivallales; Victivallaceae; 
439852 Bacteria_16S 


gi 


310 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderia 
439852 Bacteria_16S 


gi 


CJ2 16S ribosomal RNA, partial sequence 
teobacteria; Betaproteobacteria; Burkholderiales 
439852 Bacteria_16S 


gi 
13 


gi 


in NIBH P2K6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


ain B4 16S ribosomal RNA, partial sequence 15511 
acteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 


gi 


ain 5BAC4 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi 


6S ribosomal RNA, partial sequence 1724592 17259 
Betaproteobacteria; Burkholderiales; Comamonadace 
439852 Bacteria_16S 


gi 


ain 23310 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi 


265678413 
7973 94948 


265678412 
9535 95104 


265678411 
1100 95259 


265678410 


Burkho 


265678409 


265678353 
36784 10382 


228717635 
80467 11819 
Victivall 
228715504 
11971 


228717818 
13756 


228715882 
95106 13965 


224581406 


Pseud 


219857243 


Aq 


219878461 


219878391 


219878237 


219878219 


Burkholde 


Burkholde 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


1469465 147099 
omonadales; 


12 1552529 Aquab 
uabacterium. 


1622384 162383 
riales; Alcaligenaceae; 


1935800 193729 
Comamonadaceae; 


NR_028715.1 


Acidovorax. 
NR_028714.1 


Acidovorax. 
NR_028713.1 


Curvibacter. 
NR_028712.1 


952645 954156 


NR_027187.1 


NR_024871.1 


NR_025600.1 


NR_025530.1 


Comamonas. 
NR_025376.1 


riales; 
NR_025358.1 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 196474 


denitrificans Bacteria; 


Thiobacillus. 


439852 Bacteria_16S 


Proteobacteria; 


2067756 2067707 54 


Betaproteobacteria; 


103 


strain 58Eu 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain KF46F 16S 
Proteobacteria; 


strain KCTC 12005 
Proteobacteria; 


Nocardiopsaceae; 


2178630 2178581 54 


Proteobacteria; 


2304679 2304630 54 


2315325 2315276 54 


2333487 2333430 52 


2353006 2352957 54 


Proteobacteria; 


2410843 2410794 54 


103 


103 


ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
439852 Bacteria_16S 


103 


109 


103 


Betaproteobacteria; 


103 


gi 
20 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
439852 Bacteria_16S 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 
henchirensis Bacteria; 
439852 Bacteria_16S 


gi 


Betaproteobacteria; 


gi 
23 


gi 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadaceae; 
439852 Bacteria_16S 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 
439852 Bacteria_16S 
denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; 
439852 Bacteria_16S 


gi 


gi 


gi 


219878145 
67059 20685 


219857614 
Burkho 
219857526 
03983 23054 


219857519 
23146 


219857507 


219857492 


Hydrogeno 


ref 


; Th 
ref 


lder 
ref 


ref 


ref 


sequence 2332775 233429 
Actinomycet 


ref 


219857453 


34 2316097 Comamo 


2352316 235375 
Burkholde 


NR_025284.1 


auera. 
NR_025203.1 


2177978 217937 
Comamonadaceae; 


iales; 
NR_025114.1 


Xenophilus. 
NR_025107.1 


Comamonas. 
NR_025095.1 


ales; Strept 
NR_025080.1 


riales; Comai 


ref 


NR_025041.1 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 
Comamonadaceae; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 
Comamonadaceae; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 
Comamonadaceae; 


Simplicispira 
Simplicispira 


lderiales; Comamonadaceae; 
ref|NR_028711.1| Giesbergeria sinuosa 
7 Giesbergeria sinuosa Bacteria; 

ae; Giesbergeria. 

ref|NR_028655.1| Curvibacter gracilis 
67 Curvibacter gracilis Bacteria; 

ae; Curvibacter. 

ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 
is. 

ref|NR_027534.1| Ramlibacter 
311198567 Ramlibacter tataouinensis 
les; Comamonadaceae; Ramlibacter. 
ref|NR_027567.1] Polaromonas 

65 1377116 Polaromonas naphthalenivorans 
; Comamonadaceae; Polaromonas. 
ref|NR_027541.1| Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Psychrobacter 
0 Psychrobacter 


Moraxellaceae; 


Aquabacterium 


acterium citratiphilum 


Sutterella 

8 Sutterella 
Sutterella. 
Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Comamonas 

7 Comamonas 

Comamonas. 
Thiobacillus 

6 Thiobacillus 


philales; Hydrogenophilaceae; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Ramlibacter 

0 Ramlibacter 
Ramlibacter. 
Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Comamonas 

7 Comamonas 
monadaceae; Comamonas. 
Tepidimonas ignava 


strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 


439852 Bacteria_ 
capsulata strain 


capsulata Bacteri 


Nocardioidaceae; 
439852 Bacteria_ 


palleronii strain 
palleronii Bacter 


439852 Bacteria_ 
strain CCUG 2113 
Proteobacteria; 

439852 Bacteria_ 


strain ATCC 19624 
B 


Proteobacteria; 
439852 Bacteria_ 


intermedia strain 
Proteob 


Bacteria; 
439852 Bacteria_ 


strain T7 16S rib 
B 


Proteobacteria; 
439852 Bacteria_ 


nitroreducens str 
nitroreducens Bac 


Diaphorobacter. 
439852 Bacteria_ 
strain IAM 12409 
Proteobacteria; 
439852 Bacteria_ 


saccharophila str 
saccharophila Bac 


439852 Bacteria_ 


lanceolatus strai 
lanceolatus Bacte 


439852 Bacteria_ 


strain BSB411 16S 
B 


Proteobacteria; 
439852 Bacteria_ 
thiosulfatigenes 
thiosulfatigenes 
439852 Bacteria_ 


lividum strain DS 
Proteob 


Bacteria; 
439852 Bacteria_ 


agaricidamnosum s 
agaricidamnosum B 


B 


B 


16S 2535004 2534947 52 109 gi 


Friedmanniella. 

16S 2543432 2543383 54 103 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
16S 2544989 2544940 54 103 gi 


etaproteobacteria; Burkholderiales; Co: 
16S 2546545 2546496 54 103 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
16S 2644879 2644830 54 103 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
16S 2743950 2743901 54 103 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
16S 2749652 2749603 54 103 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
16S 2847908 2847859 54 103 gi 
etaproteobacteria; Burkholderiales; Co: 
16S 2849469 2849420 54 103 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
16S 2861884 2861835 54 103 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
16S 3014209 3014160 54 103 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
16S 3027795 30277267 76 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
16S 3221349 3221300 54 103 gi 
M 1522 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
16S 3222868 3222819 54 103 gi 
train Wlr3 16S ribosomal RNA, partial 
acteria; Proteobacteria; Betaproteobac 


Ben 108 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 2544276 25457 


2743252 27447 


16S ribosomal RNA, partial sequence 2847193 28487 


3013492 30150 


219857354 
uence 


219857348 
sequence 


v 


219857347 


mamonadace 
219857346 
25458 
mamonadace 
219857228 
e 26441 
riales; Co 
219857158 


mamonadace 
219857154 
equence 

ria; Burkh 


219856892 


mamonadace 
219856891 
sequence 
ria; Burkh 
219856883 
1 sequence 
a; Burkhol 
219846914 


mamonadace 
219846905 
ial sequen 
tridiales; 
219846773 
ence 32206 
riales; Ox 
219846772 
sequence 

teria; Bur 


inomycet 


Burkhold 


Janthinobacterium. 
439852 Bacteria_16S 3589813 3589764 54 103 
strain Anox B 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 3794792 3794743 54 103 
strain 34-P 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 3853961 3853912 54 103 
strain SS-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 3961525 3961476 54 103 
strain ATH 2.2.1 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 3963028 3962979 54 103 
strain FR2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 3971883 3971834 54 103 
denitrificans str 
denitrificans Bacteria; 
439852 Bacteria_16S 
strain IAM 12670 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 4037673 4037624 54 103 
strain ATCC 15466 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 4081498 4081449 54 103 
strain CLN-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Proteobacteria; 


3973384 3973335 54 103 


16S ribosomal RNA, partial sequence 3960828 39622 


ain AS-P1l 16S ribosomal RNA, partial s 
Betaproteobacte 


16S ribosomal RNA, partial sequence 3972687 39741 


16S ribosomal RNA, partial sequence 


gi|219846516 
3589120 35906 
Ideonella. 

gi| 219846367 
3794096 37955 
Comamonadace 
gi| 219846326 
3853246 38547 
Leptothrix. 

gi| 219846251 


Rubrivivax. 
gi|219846250 
3962329 39637 
Comamonadace 
gi|219846244 
equence 
ria; Burkh 
gi|219846243 
Ox 
gi 


alobactera 
219846198 
40370 


Thiomonas. 


ref |NR_024942.1 
2534307 25357 
ales; Propionib 


v 


ref |NR_024936.1 

2542716 254422 
eriales; Comamo 
ref |NR_024935.1 


Acidovorax. 
NR_024934.1 


ae; 
ref 


ae; 
ref 


Hylemonella. 
NR_024856.1 


mamo 
ref 


nadaceae; 
NR_024786.1 


ae; Delftia. 
ref |NR_024782.1 

2748935 275045 
olderiales; 
ref|NR_024711.1 
Delftia. 
NR_024710.1 
2848765 285026 
olderiales; 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_026506.1 


ae; 


ae; Acidovorax. 
ref |NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026365.1 
51 3222119 Janthi 
alobacteraceae; 
ref|NR_026364.1 

3222170 322363 
kholderiales; Ox 


ref|NR_026108.1 


ref |NR_025958.1 


Polaromonas. 
NR_025916.1 


ae; 
ref 


ref |NR_025841.1 


ref |NR_025840.1 
Rhodoferax. 
NR_025834.1 
971185 397263 
olderiales; Coma 
ref |NR_025833.1 


ae; 
ref 


Ww 


ceae; Duganella. 
ref|NR_025788.1 


01 4038390 Thiomo 


gi|219846165 


8 
a 


n 


37 2547323 Hylemo 


82 2645662 Hydrog 
Hy 


Coma: 


Coma: 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Thiomonas intermedia 
nas intermedia Bacteria; 


ref|NR_025755.1 


Tepidimonas aquatica 


4080799 4082297 Tepidimonas aquatica Bacteria; 


Tepidimonas. 


439852 Bacteria_16S 4189766 4189717 54 103 gi| 219846083 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; 
Schlegelella. 
439852 Bacteria_16S 4194364 4194315 54 103 gi|219846079 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 


439852 Bacteria_16S 20388 20288 3 103 gi|265679050 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
Burkholderia; Burkholderia cepacia complex. 
439852 Bacteria_16S 206013 205913 3 103 gi| 265678926 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 


ref|NR_025673.1] Schlegelella 
189049 4190565 Schlegelella 
Burkholderiales; Comamonadaceae; 


rs 


ref|NR_025669.1| Kerstersia gyiorum 
85 Kerstersia gyiorum Bacteria; 


ref |NR_029358.1| Burkholderia 
19628 21106 Burkholderia 
deriales; Burkholderiaceae; 


ref|NR_029234.1|/ Taylorella 
205252 206750 Taylorella 


equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 


439852 Bacteria_16S 234967 234867 3 103 gi| 265678905 
strain C4D1M 16S ribosomal RNA, partial sequence 234235 23583 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
439852 Bacteria_16S 236603 236503 3 103 gi| 265678904 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 23588 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
439852 Bacteria_16S 238185 238085 3 103 gi| 265678903 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 23896 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
439852 Bacteria_16S 239734 239634 3 103 gi| 265678902 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 23901 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
Burkholderia cepacia complex. 
439852 Bacteria_16S 241320 241220 3 103 gi| 265678901 
strain 717 16S ribosomal RNA, partial sequence 240595 24207 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
complex. 
439852 Bacteria_16S 256450 256350 3 103 gi| 265678891 
xenovorans strain LB400 16S ribosomal RNA, partial sequence 25570 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
439852 Bacteria_16S 468144 468044 3 103 gi| 265678739 
strain R 8118 16S ribosomal RNA, partial sequence 467397 46889 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
439852 Bacteria_16S 893000 892900 3 103 gi| 265678449 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 89373 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
439852 Bacteria_16S 894535 894435 3 103 gi| 265678448 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 89526 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
439852 Bacteria_16S 896070 895970 3 103 gi| 265678447 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 89680 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
439852 Bacteria_16S 1283550 1283450 3 103 gi| 219846066 
strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 12842 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
439852 Bacteria_16S 1359675 1359575 3 103 gi| 228720024 
thailandensis strain E264 16S ribosomal RNA, partial sequence 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia; pseudomallei group. 
439852 Bacteria_16S 1386901 1386801 3 103 gi| 228716754 
strain STM815 16S ribosomal RNA, partial sequence 1386182 13876 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
439852 Bacteria_16S 1391257 1391157 3 103 gi| 228716336 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 13905 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularc 
439852 Bacteria_16S 1430730 1430630 3 103 gi| 224581435 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 14314 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 
439852 Bacteria_16S 1473163 1473063 3 103 gi| 224581402 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkh 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
complex. 
439852 Bacteria_16S 1533667 1533567 3 103 gi| 219857425 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkhol 
Burkholderia; Burkholderia cepacia complex. 


ref|NR_029213.1| Burkholderia graminis 
4 Burkholderia graminis Bacteria; 
ceae; Burkholderia. 

ref|NR_029212.1| Burkholderia 

5 237406 Burkholderia phenazinium 
rkholderiaceae; Burkholderia. 
ref|NR_029211.1| Burkholderia glumae 
6 Burkholderia glumae Bacteria; 
ceae; Burkholderia. 

ref|NR_029210.1| Burkholderia 

7 240544 Burkholderia pyrrocinia 
rkholderiaceae; Burkholderia; 


ref|NR_029209.1| Burkholderia cepacia 
2 Burkholderia cepacia Bacteria; 
ceae; Burkholderia; Burkholderia cepacia 


ref|NR_029199.1| Burkholderia 

3 257168 Burkholderia xenovorans 
rkholderiaceae; Burkholderia. 
ref|NR_029044.1| Burkholderia terricola 
3 Burkholderia terricola Bacteria; 
ceae; Burkholderia. 

ref|NR_028751.1| Pandoraea sputorum 

2 Pandoraea sputorum Bacteria; 

ceae; Pandoraea. 
ref|NR_028750.1| Pandoraea pulmonicola 
7 Pandoraea pulmonicola Bacteria; 
ceae; Pandoraea. 
ref|NR_028749.1| Pandoraea apista 
2 Pandoraea apista Bacteria; 
ceae; Pandoraea. 
ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 
ceae; Burkholderia. 

ref|NR_027587.1| Burkholderia 

1358923 1360410 Burkholderia 
Burkholderiales; Burkholderiaceae; 


ref|NR_027555.1| Burkholderia phymatum 
16 Burkholderia phymatum STM815 
rkholderiaceae; Burkholderia. 
ref|NR_027550.1] Parvularcula 

41 1391995 Parvularcula bermudensis 
ulales; Parvularculaceae; Parvularcula. 
ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_024882.1| Burkholderia ambifaria 
olderia ambifaria AMMD Bacteria; 

ceae; Burkholderia; Burkholderia cepacia 


ref|NR_025013.1| Burkholderia 
1532915 1534322 Burkholderia 
deriales; Burkholderiaceae; 


439852 Bacteria_16S 1566695 1566651 3 47 gi| 219846058 
strain LB37 16S ribosomal RNA, partial sequence 1565947 15674 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 


ref|NR_025648.1| Leptotrichia shahii 
31 Leptotrichia shahii Bacteria; 


439852 Bacteria_ 


strain 95Al 16S r 
G 


Proteobacteria; 
439852 Bacteria_ 


subsp. parafaecal 
subsp. parafaecal 


Alcaligenes. 
439852 Bacteria_ 
strain 47Lol 16S 
Proteobacteria; 
439852 Bacteria_ 


defragrans strain 
Proteob 


Bacteria; 
439852 Bacteria_ 
strain IPT10 16S 
Proteobacteria; 

439852 Bacteria_ 
strain LMG 16225 
Proteobacteria; 

439852 Bacteria_ 


caledonica strain 
caledonica Bacter 
439852 Bacteria_16S 


strain B1/Tl 16S 


Tenericutes; Moll 
439852 Bacteria_16S 
strain 1219 16S r 
Tenericutes; Moll 
439852 Bacteria_16S 


strain A3.12 16S 
Proteobacteria; 


Proteobacteria; 


Bacteria; 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


439852 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


439852 Bacteria_16S 


caribensis strain 
caribensis Bacter 


439852 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


439852 Bacteria_16S 


strain DSM 20542 


strain PS6 16S ri 
Tenericutes; Moll 


439852 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


439852 Bacteria_16S 


pratensis strain 
Bacteria; Proteob 


439852 Bacteria_16S 


tainanensis strai 
Bacteria; Proteob 


439852 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


B 


B 


B 


D 
439852 Bacteria_16S 
strain VB32 16S r 
B 
439852 Bacteria_16S 
subterraneus stra 
Proteob 
439852 Bacteria_16S 


16S 1962432 1962332 3 103 
ibosomal RNA, complete sequence 
ammaproteobacteria; Pasteurellales; Pa 
16S 1965519 1965419 3 103 gi 
is strain G 16S ribosomal RNA, partial 


is Bacteria; Proteobacteria; Betaprote 


gi|2 


2 


16S 2069339 2069239 3 103 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
16S 2073976 2073876 3 103 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
16S 2330465 2330365 3 103 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
16S 2384998 2384898 3 103 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 
16S 2386522 2386422 3 103 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2483563 2483467 3 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491132 2491036 3 99 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


’ 


ibosomal RNA, partial sequence 


acteria; Betaproteobacteria; Thiobacte 
2971580 2971511 34 103 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


r. 


s 
au 


3074682 3074582 3 103 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3077742 3077642 3 103 gi 
MWAP64 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
3228936 3228836 3 103 gi 


en 
al 


ue 


’ 


Clostridiales Fami 


109 gi 


ridia; Clostridiales; 


3516534 3516432 7 


oc 
3799406 3799310 3 99 
bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 

3965993 3965945 55 103 gi 
GIFU 11526 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


gi 


s 
a; 


4084602 4084502 3 103 gi 
F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 
4100987 4100887 3 103 gi 
n S1 16S ribosomal RNA, complete seque 
acteria; Betaproteobacteria; Neisseria 
2374395 2374297 3 99 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


e 
il 


nc 
le 


439852 Bacteria_16S 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial sequence 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteobacteria; 


1961654 19631 
st 


s 
ob 


219878144 
2068593 20700 
oc 
219878141 
en 
ri 
219857509 
2329695 23312 
rk 
219857470 
16S ribosomal RNA, partial sequence 2384259 23857 
rk. 
219857469 
se 


219857394 
2482825 24842 


219857389 
2490394 24918 


2651733 26532 


219846942 


219846872 


219846870 


219846768 
16S ribosomal RNA, partial sequence 3228194 32296 


219846565 
16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
439852 Bacteria_16S 219846363 


3798661 38001 


219846248 


219846163 
219846152 
e 


219857477 
2373653 23751 


19878220|ref|NR_025359.1 
86 Pasteurella s 
eae; 


ref 


eurellac 
19878218 
equence 

acteria; 


NR_025357.1 
Bur 


ref |NR_025283.1 


regis! 
ref 


yclaceae auera. 
NR_025280.1 
ce 20732 
ales; Alcaligenaceae; 
ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholde 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholde 
ref|NR_025057.1 
2385781 23872 
eriales; Burkho 
ref |NR_024982.1 


holderia 


holderia 


quence 
Burkhold 


ref|NR_024977.1 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
2674980 2674880 3 103 gi| 219857206 |ref|NR_024834.1 
in C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thioba 


ref|NR_026534.1 
2970861 297232 
omonadales; Pse 


equence 
a; Pseud 


ref|NR_026464.1 
12 3075441 Ferri 
ocyclaceae; Fer 
ref |NR_026462.1 

3076975 307840 
eriales; Burkhol 
ref |NR_026360.1 
00 Anaerococcus 
ncertae Sedis; 
ref|NR_026157.1 


ce 30739 
es; Rhod 


nce 
Burkhold 


ly XI. I 


7 Mi 
ref 


crobacteriac 
NR_025954.1 


occineae 


ref|NR_025838.1 
3965346 396678 
monadales; Sphin 


equence 
Sphingo 


ref|NR_025753.1 
73 4085273 Methyl 
thylophilaceae; 

ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025065.1 


40838 
ales; Me 


41002 


s; Neiss 


2721437 2721402 3 38 gi 


219857174 


1964797 196621 
kholderiales 


26 2074709 Castel 
Ca 


xr 


xr 


5 
1 


U 


b 
xr 


Pasteurella skyensis 
kyensis Bacteria; 


Pasteurella. 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


v 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Burkholderia sacchari 
sacchari Bacteria; 
ia. 

Burkholderia fungorum 
fungorum Bacteria; 
ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


2533547 2533447 3 103 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
eltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

2652511 2652411 3 103 gi|219857223|ref|NR_024851.1| Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Thiobacter 
cter subterraneus 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Chitinibacter 

ibacter tainanensis 
ibacter. 

Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


ref|NR_024802.1 
2720705 272211 
Sulfurovum. 


Sulfurovum 
0 Sulfurovum 


439852 Bacteria_16S 
A1-17B 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
439852 Bacteria_16S 
faecitabidus strain YLM-1 16S ribosomal RNA, partial se 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae 


Rarobacteraceae; 


439852 Bacteria_16S 
liquefaciens stra 
liquefaciens Bact 
Microbacteriaceae 
439852 Bacteria_16S 
tunicata strain D 
Proteob 


Bacteria; 
Pseudoalteromonas 


439852 Bacteria_16S 
antarctica strain 
Proteob 


Bacteria; 
Pseudoalteromonas 


439852 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


439852 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


439852 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


439852 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


439852 Bacteria_16S 


strain 2678 16S r 


2745420 2745365 54 109 gi 


3044515 3044460 54 109 gi 


Rarobacter. 


3508863 3508820 66 109 gi 


; Microbacterium. 


9625 9575 54 104 gi 
2 16S ribosomal RNA, partial sequence 


82202 82152 54 104 gi 


128094 128044 54 104 gi 
261 16S ribosomal RNA, partial sequenc 


218307 218265 64 106 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


286551 286505 53 99 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
301719 301673 53 99 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
315465 315415 53 103 gi 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 


439852 Bacteria_16S 
train KMM 3635 16S ribosomal RNA, part 
Gammaproteoba 


mariniglutinosa s 
mariniglutinosa B 


Pseudoalteromonas. 
439852 Bacteria_16S 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


439852 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


439852 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 


439852 Bacteria_16S 


serovar 3 str. 
serovar 3 str. 


AT 
AT 


439852 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; G 


439852 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 


439852 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


439852 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


439852 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


547655 547605 54 104 gi 


acteria; Proteobacteria; 


937796 937746 54 104 gi 


947122 947076 57 103 gi 
rain 2Kl1 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Betaproteobact 


1005557 1005507 54 104 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 
1122157 1122111 53 99 gi 
CC 27815 16S ribosomal RNA, partial se 
Cc 27815 Bacteria; Tenericutes; Mollic 
1135667 1135594 32 104 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1403246 1403196 54 104 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Alteromo 
1754164 1754114 54 104 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
1782915 1782881 3 37 gi 
16S ribosomal RNA, partial sequence 

teria; Fusobacteriales; Fusobacteriace 
1831651 1831613 1 39 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 


2744758 2746095 Rothi 


in DSM 20638 16S ribosomal RNA, partia 


eria; Actinobacteria; Actinobacteridae 


acteria; Gammaproteobacteria; Alteromo 


NF3 16S ribosomal RNA, partial sequen 


acteria; Gammaproteobacteria; Alteromo 


acteria; Gammaproteobacteria; Alteromo 


285875 28729 


300996 30245 


314818 31623 


1134932 11363 


219857157 
a 


ococcaceae; 


219846892 
quence 
Actinomy 


v 


219846570 
1 sequence 
; Actinomy 


265679057 

8961 
nadales; P 
265679009 
ce 81499 
nadales; P 


265678977 
e 12740 
nadales; P 


265678917 
equence 
Planctomy 


265678869 
265678859 


265678850 


kettsiaceae; 
265678687 
ial sequen 
cteria; Al 


265678420 
uence 

; Alteromo 
265678414 
quence 
eria; Burk 
265678374 
al sequenc 
eria; Alte 


228715451 
quence 

utes; Myco 
253680766 


onaceae; V 
219857444 
14026 
nadales; P 
219878370 
equence 

ia; Altero 


, 


219878348 

17821 
ae; Sneath 
219878315 


cter. 


ref 
ae 
Ro 
ref 
3043846 30453 
ceta 


ref - 
3508192 35096 
ceta 


ref 
10291 
seud 


ref 
83011 
seud 


ref 
9 128819 Pseud 


seud 


ref 


2 


ref 
0 Mycoplasma testudinis Bacteria; 


ref 
2 Mycoplasma pirum Bacteria; 


ref 
1 Rickettsia canadensis Bacteria; 
R 


ref oe 
ce 546976 54845 
tero. 


ref 
937095 93858 
nada 


ref 
946409 94792 
hold 


ref af 
e 1004861 10063 


romo 


ref 


1 


ref 
1753455 175495 
mona 


ref 
75 1783536 Sneath 
Ts 


17606 219133 
ceta 


121455 11228 
plas 
ref 
96 Vibrio coralliilyticus Bacteria; 
ibri 
ref 
05 1403959 Pseudo 
seud 


NR_024785.1 
ria Bacteria 
thia. 
NR_026484.1 
0 
les; Microco 
NR_026162.1 
6 
les; Microco 
NR_029365.1 
Pseudo 
oalteromona 


NR_029317.1 
Pseudo 
oalteromona 


NR_029285.1 
fe) 


oalteromonad 


NR_029225.1 


les; Plancto 


NR_029175.1 


NR_029165.1 


NR_029155.1 


ickettsieae; 


NR_028992.1 
8 
monadales; P 
NR_028722.1 
8 
les; Pseudoa 
NR_028716.1 
2 
eriales; Com 
NR_028676.1 
0 
e 


nadales; Ps 
NR_027532.1 
9 
mataceae; Ur 
NR_028014.1 


oO. 
NR_025032.1 


oalteromonad 
NR_025509.1 
Pseud 


dales; 


NR_025487.1 


ref 
1830898 1832407 Ilyobacter insuetus Bacteria; 


d 


d 


Rothia aeria strain 
Actinobacteria; 


v 


Rarobacter 
9 Rarobacter 
ccineae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Planctomyces 
Planctomyces 
mycetaceae; 


Mycoplasma testudinis 


Mycoplasma pirum 


Rickettsia canadensis 


Rickettsia; typhus 
Pseudoalteromonas 
Pseudoalteromonas 

seudoalteromonadaceae; 


Pseudoalteromonas 
Pseudoalteromonas 
1lteromonadaceae; 


Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 
Vibrio coralliilyticus 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Sneathia sanguinegens 
ia sanguinegens 


NR_025454.1 


Ilyobacter insuetus 


439852 Bacteria_16S 


2271493 2271443 54 


104 


gi|219857552 


ref|NR_025140.1| Pseudoalteromonas 


ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
439852 Bacteria_16S 


issachenkonii strain KMM 3549 16S ribosomal RNA, partial 
issachenkonii Bacteria; 


Pseudoalteromonas. 
439852 Bacteria_16S 


flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bacteria; 
Pseudoalteromonas. 
439852 Bacteria_16S 
strain SG3902 16S 
Firmicutes; 
439852 Bacteria_16S 
salinarius strain 
salinarius Bacteria; 
439852 Bacteria_16S 
strain Z-7591 16S 
Spirochaetes; 
439852 Bacteria_16S 
lacunarum strain 
lacunarum Bacteria; 
439852 Bacteria_16S 


strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 
Fusobacteriales; Fusobacteriaceae; Propionigenium. 


Fusobacteria; 
439852 Bacteria_16S 
rubra strain ATCC 
Bacteria; 
Pseudoalteromonas. 
439852 Bacteria_16S 


nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 


nigrifaciens Bacteria; 
Pseudoalteromonas. 
439852 Bacteria_16S 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequen 
luteoviolacea Bacteria; 


Pseudoalteromonas. 
439852 Bacteria_16S 


carrageenovora strain ATCC 12662 16S ribosomal RNA, partial seque 


Clostridia; 


Spirochaetales; 


Firmicutes; 


2272965 2272915 54 

Proteobacteria; 
2291161 2291111 54 
Proteobacteria; 
3017274 3017228 57 


Halanaerobiales; 


3130411 3130321 13 


3318378 3318276 7 


3373215 3373125 13 


3391442 33914041 


3420114 3420064 54 


3421592 3421542 54 


Proteobacteria; 


3423076 3423026 54 


Proteobacteria; 


3424559 3424509 54 


Clostridia; 


Clostridia; 


104 


104 


103 


ribosomal RNA, partial sequence 
Halobacteroidaceae; 


103 


SG3903 16S ribosomal RNA, partial sequence 
Firmicutes; 


109 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


103 


DSM 6640 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


39 


104 


29570 16S ribosomal RNA, partial sequence 34194 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


104 


Gammaproteobacteria; 


104 


Gammaproteobacteria; 


104 


Halanaerobiales; 


Spirochaeta. 


gi|219857551 


gi| 219857538 


sequence 
Gammaproteobacteria; Alteromonadales; 


sequence 


Gammaproteobacteria; Alteromonadales; 


ref|NR_025139.1| Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_025126.1| Pseudoalteromonas 
2290487 2291969 Pseudoalteromonas 
Pseudoalteromonadaceae; 


gi|219846912|ref|NR_026504.1| Orenia salinaria 
3016582 3017918 Orenia salinaria Bacteria; 
Orenia. 
gi|219846835|ref|NR_026427.1| Halanaerobacter 
3129667 3131049 Halanaerobacter 
Halobacteroidaceae; Halanaerobacter. 
gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 


3317638 33191 


gi|219846668 


gi|219846651 


gi| 219846631 


219846630 
sequenc 
Alter 


gi 
gi|219846629 
Alte 


gi| 219846628 


Halobacteroidaceae; 


06 Spirochaeta asiatica Bacteria; 


ref|NR_026260.1| Halanaerobacter 

3372496 3373950 Halanaerobacter 
Halanaerobacter. 
ref|NR_026243.1| Propionigenium maris 
40 Propionigenium maris Bacteria; 


ref|NR_026223.1| Pseudoalteromonas 
18 3420843 Pseudoalteromonas rubra 
seudoalteromonadaceae; 


ref|NR_026222.1| Pseudoalteromonas 
e 3420894 3422329 Pseudoalteromonas 
omonadales; Pseudoalteromonadaceae; 


ref|NR_026221.1| Pseudoalteromonas 
ce 3422380 3423810 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref 
nce 


NR_026220.1| Pseudoalteromonas 
3423861 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae; 


439852 Bacteria_16S 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 
439852 Bacteria_16S 


atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 


Pseudoalteromonas. 
439852 Bacteria_16S 


3426036 3425986 54 


3427518 3427468 54 


3700580 3700534 53 


Pseudoalteromonas. 


104 


104 


99 


strain D6-1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


439852 Bacteria_16S 


Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycoplasmataceae; Mycoplasma. 


439852 Bacteria_16S 
strain ATCC 29543 
Bacteria; 
439852 Bacteria_16S 
strain FT2-B 16S 


439852 Bacteria_16S 


3757178 3757132 53 


3817697 3817595 3 


3907686 3907640 53 


3909209 3909163 53 


99 


3756485 3757942 Mycop 


105 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


99 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


99 


strain A417 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


439852 Bacteria_16S 


canigenitalium strain D6P-C 16S ribosomal RNA, partial 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


439852 Bacteria_16S 


aliena strain KMM 3562 16S ribosomal RNA, partial sequence 


3910739 3910693 53 


4052650 4052600 54 


99 


104 


gi|219846627 
Alteromon 
gi|219846626 


gi| 219846436 
3699882 37013 


gi| 219846394 


219846351 
38169 


gi 
gi|219846289 
3906969 39084 


gi| 219846288 
3908492 39099 


219846287 
sequence 


gi 


ref|NR_026219.1| Pseudoalteromonas 
3425334 3426769 Pseudoalteromonas 
adales; Pseudoalteromonadaceae; 


ref|NR_026218.1| Pseudoalteromonas 
3426820 3428242 Pseudoalteromonas 
nadales; Pseudoalteromonadaceae; 


ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


ref|NR_025985.1| Mycoplasma alvi strain 
lasma alvi Bacteria; Tenericutes; 


ref|NR_025942.1| Wolinella succinogenes 
54 3818434 Wolinella succinogenes 

s; Helicobacteraceae; Wolinella. 
ref|NR_025879.1| Ureaplasma felinum 

41 Ureaplasma felinum Bacteria; 


ref|NR_025878.1| Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 


ref|NR_025877.1] Ureaplasma 
3910020 3911499 Ureaplasma 


gi|219846185 


ref|NR_025775.1| Pseudoalteromonas 


4051928 4053458 Pseudoalteromonas aliena 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


439852 Bacteria_16S 4213917 4213867 54 104 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

439852 Bacteria_16S 4215471 4215421 54 104 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

439852 Bacteria_16S 4244157 4244107 54 104 gi|219722939|ref|NR_024571.1| Brachybacterium muris 
strain C3H-21 16S ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
439852 Bacteria_16S 64313 64264 54 103 gi|265679021|ref|NR_029329.1| Herbaspirillum 
seropedicae strain Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
439852 Bacteria_16S 266900 266851 54 103 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 
strain OXB 16S ribosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

439852 Bacteria_16S 330744 330711 3 36 gi|265678840|ref|NR_029145.1| Geotoga subterranea 
strain CC-1 16S ribosomal RNA, partial sequence 329993 331591 Geotoga subterranea Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

439852 Bacteria_16S 481889 481840 54 103 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

439852 Bacteria_16S 738670 738621 54 103 gi|265678555|ref|NR_028859.1| Herbaspirillum 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbaspirillum lusitanum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
439852 Bacteria_16S 1035965 1035916 54 103 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

439852 Bacteria_16S 1247702 1247669 3 36 gi| 219857449 |ref|NR_025037.1| Neochlamydia 
hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 1246931 1248459 Neochlamydia 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Neochlamydia. 

439852 Bacteria_16S 1267149 1267100 54 103 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

439852 Bacteria_16S 1367164 1367131 3 36 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 
strain E58 16S ribosomal RNA, complete sequence 1366379 1367926 Chlamydophila pecorum E58 Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

439852 Bacteria_16S 1480858 1480817 54 95 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

439852 Bacteria_16S 1836090 1836041 54 103 gi|219878311|ref|NR_025450.1| Sterolibacterium 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 1836898 Sterolibacterium 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Sterolibacterium. 

439852 Bacteria_16S 1971268 1971219 54 103 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

439852 Bacteria_16S 2718345 2718296 54 103 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

439852 Bacteria_16S 2868056 2868007 54 103 gi|219856879|ref|NR_024698.1| Herbaspirillum 
huttiense strain ATCC 14670 16S ribosomal RNA, partial sequence 2867356 2868845 Herbaspirillum 
huttiense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

439852 Bacteria_16S 2982301 2982268 3 36 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

439852 Bacteria_16S 3053700 3053651 54 103 gi|219846886|ref|NR_026478.1| Formivibrio citricus 
strain CreCitl 16S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 

439852 Bacteria_16S 3350229 3350180 54 103 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

439852 Bacteria_16S 3895521 3895488 3 36 gi| 219846298 |ref|NR_025888.1| Chlamydia trachomatis 


strain HAR-13 16S ribosomal RNA, 


complete sequence 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 


3894733 3896280 Chlamydia trachomatis Bacteria; 


439852 Bacteria_ 
violaceinigra str 
violaceinigra Bac 
439852 Bacteria_ 
strain Ppe8 16S r 
B 


Proteobacteria; 


439852 Bacteria_ 
strain VPB 4027 1 
Fus 


Fusobacteria; 


439852 Bacteria_ 
brasiliensis stra 


brasiliensis DSM 
Planctomyces. 


439852 Bacteria_ 


litoralis strain 
Bacteria; 


439852 Bacteria_ 
strain WSU 86/104 


439852 Bacteria_ 
gonidiaformans st 
gonidiaformans AT 
439852 Bacteria_ 
strain MT1-641 16 
B 
439852 Bacteria_ 


Proteobacteria; 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


439852 Bacteria_ 


strain WAL 14325 
Fusobacteria; 


Ralstonia. 


439852 Bacteria_ 
strain 534-30 16S 
P 
439852 Bacteria_ 
azotonutricium st 
azotonutricium Ba 
439852 Bacteria_ 


Planctomycetes; 


Proteob 


Fus 
439852 Bacteria_ 
mannitolilytica s 
mannitolilytica B 


16S 4060170 4060121 54 103 gi 


ain YIM 31327 16S ribosomal RNA, parti 


219846180 
al sequenc 


ref|NR_025770.1 


e 4059499 406093 


Duganella 
7 Duganella 


teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 

16S 588654 588554 3 103 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
ibosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 634143 634043 3 103 gi| 265678628 |ref|NR_028933.1| Fusobacterium equinum 
6S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
obacteriales; Fusobacteriaceae; Fusobacterium. 

16S 694799 694763 1 37 gi| 265678586 |ref|NR_028891.1| Planctomyces 

in DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 

5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 

16S 934822 934790 3 35 gi| 265678422 |ref|NR_028724.1| Bacteriovorax 

JS5 16S ribosomal RNA, partial sequence 934056 935530 Bacteriovorax litoralis 
acteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

16S 973364 973324 52 92 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
4 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 

Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

16S 1358206 1358106 3 103 gi|228720055|ref|NR_027588.1| Fusobacterium 

rain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
CC 25563 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

16S 1373315 1373215 3 103 gi|228717983|ref|NR_027569.1| Burkholderia unamae 

S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 1482432 1482388 3 47 gi|219878151|ref|NR_025290.1| Fusobacterium 

vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 

vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 

16S 1720737 1720693 3 47 gi| 219878394 |ref|NR_025533.1| Cetobacterium somerae 
16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 

obacteriales; Fusobacteriaceae; Cetobacterium. 

16S 1922850 1922750 3 103 gi|219878246|ref|NR_025385.1| Ralstonia 

train LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 

acteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 

16S 2011658 2011622 1 37 gi|219878188|ref|NR_025327.1| Planctomyces maris 
ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
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439852 Bacteria_16S 620485 620451 3 37 gi|265678638|ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
439852 Bacteria_16S 626529 626491 1 39 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

439852 Bacteria_16S 729500 729474 78 104 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

439852 Bacteria_16S 864394 864368 78 104 gi| 265678469 |ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
439852 Bacteria_16S 1105366 1105340 78 104 gi|265678305|ref|NR_028607.1| Bacteroides 
acidifaciens strain A40 16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

439852 Bacteria_16S 1199259 1199233 78 104 gi|228715480|ref|NR_027533.1| Dyadobacter fermentans 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 1200010 Dyadobacter fermentans DSM 18053 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Dyadobacter. 

439852 Bacteria_16S 1249144 1249118 78 104 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

439852 Bacteria_16S 1295686 1295660 78 104 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

439852 Bacteria_16S 1371706 1371680 78 104 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

439852 Bacteria_16S 1544332 1544306 78 104 gi|219857262|ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

439852 Bacteria_16S 1565158 1565128 7 37 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

439852 Bacteria_16S 1568230 1568186 3 47 gi| 219846057 |ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

439852 Bacteria_16S 1769290 1769256 3 37 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 


strain 525 16S ribosomal RNA, partial sequence 1768558 17700 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
439852 Bacteria_16S 1817865 1817839 78 104 gi| 219878324 
myxococcoides strain DSM 11118 16S ribosomal RNA, partial sequenc 


myxococcoides Bacteria; Bacteroidetes; Sphingobacteria; Sphingoba 
Sporocytophaga. 
439852 Bacteria_16S 2096822 2096796 78 104 gi| 219878124 


KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Meson 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 
439852 Bacteria_16S 2193823 2193793 3 33 gi| 219857603 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; 
439852 Bacteria_16S 2199868 2199834 65 99 gi| 219857599 
strain MX9 16S ribosomal RNA, partial sequence 2199190 22006 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
439852 Bacteria_16S 2204399 2204365 65 99 gi| 219857596 
strain 486 16S ribosomal RNA, partial sequence 2203720 22051 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
439852 Bacteria_16S 2216449 2216415 65 99 gi| 219857588 
strain 1340 16S ribosomal RNA, partial sequence 2215772 22172 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
439852 Bacteria_16S 2280637 2280603 65 99 gi|219857546 
strain 852 16S ribosomal RNA, partial sequence 2279959 22814 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
439852 Bacteria_16S 2371316 2371282 65 99 gi| 219857479 
strain MH5408 16S ribosomal RNA, partial sequence 2370638 23720 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
439852 Bacteria_16S 2423220 2423194 78 104 gi 
sublithincola strain QSSC9-3 16S ribosomal RNA, partial 
sublithincola Bacteria; Bacteroidetes; Flavobacteria; Flavobacter 
439852 Bacteria_16S 2671851 2671817 3 37 gi| 219857208 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 26725 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 


219857443 
sequence 


Nautilia. 

ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref 
iaa 


NR_025263.1 
lgae Bacteri 
ref|NR_025191.1 
193088 219457 
Thermaceae; Mei 


v 
ref|NR_025187.1 


ND 


ref|NR_025184.1 


ref|NR_025176.1 


ref|NR_025134.1 


ref |NR_025067.1 


ref |NR_025031.1 

2422553 242399 
iales; Flavobact 
ref |NR_024836.1 


acteraceae; Heli 


439852 Bacteria_16S 2676440 2676406 3 37 gi| 219857205 
strain Pd55 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


21 Nautilia lithotrophica Bacteria; 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Mesonia algae strain 
a; Bacteroidetes; 


Meiothermus 

0 Meiothermus 
othermus. 

Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Helicobacter ganmani 


55 Helicobacter ganmani Bacteria; 


cobacter. 


ref|NR_024833.1 


Lebetimonas. 


Lebetimonas acidiphila 


2675717 2677147 Lebetimonas acidiphila Bacteria; 


439852 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; 


strain 10371 16S 
Bacteroidetes; 


strain NR-27 16S 


Bacteroidetes; 


Bacteroidetes; 


Bacteroidetes; 


Bacteroidetes; 


Bacteria; 


strain C8ST5 16S 
Bacteroidetes; 


Bacteria; 


Bacteria; 


Bacteria; 


Tenericutes; Moll 


439852 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


439852 Bacteria_16S 


roseosalivarius s 


roseosalivarius B 


Hymenobacter. 


439852 Bacteria_16S 
actinomycetemcomi 

Aggregatibacter actinomycetemcomitans Bacteria; 
P 
439852 Bacteria_16S 


Pasteurellales; 


strain NA 1 16S r 
Proteobacteria; B 


439852 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


439852 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


439852 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


Ba 
439852 Bacteria_16S 


Ba 
439852 Bacteria_16S 


Sp 
439852 Bacteria_16S 
strain ATCC 43185 
Ba 
439852 Bacteria_16S 
strain VPB 4875 1 
Ba 
439852 Bacteria_16S 
strain B422 16S r 
Ba 
439852 Bacteria_16S 
strain MIT 95-170 
Proteob 
439852 Bacteria_16S 
strain G145 16S r 
Tenericutes; Moll 
439852 Bacteria_16S 


Fl 
439852 Bacteria_16S 
strain CKK 16S ri 
Tenericutes; Moll 
439852 Bacteria_16S 
strain PG43 16S r 
Tenericutes; Moll 
439852 Bacteria_16S 
leopharyngis stra 
Teneric 
439852 Bacteria_16S 
leonicaptivi stra 
Teneric 
439852 Bacteria_16S 
strain PU 16S rib 
Tenericutes; Moll 
439852 Bacteria_16S 
helveticus strain 
Proteob 
439852 Bacteria_16S 
strain BV1 16S ri 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3808412 3808378 3 37 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3884615 3884581 65 99 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


en 
ob 


3786577 37880 


219846357 


ce 38076 


4093572 4093546 78 104 gi 


asteurellaceae; Aggregatibacter. 
681140 681091 54 103 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
757516 757467 54 103 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
759019 758970 54 103 gi 
osomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 


gi 
er 
qu 


a; 


Neisser 


760571 760522 54 103 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 


gi 


219846157 
6S ribosomal RNA, partial sequence 4092900 40943 


265678595 
680477 68183 


iaceae; 


265678541 


ence 
Burkhol 


265678540 
758305 75981 


iaceae; 


265678539 
759866 761206 Neisseria dentiae Bacteria; 
Neisseriaceae; Neisseria. 
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2701850 2701824 78 104 gi|219857187|ref|NR_024815.1| Prevotella shahii 
ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

3145296 3145270 78 104 gi|219846825|ref|NR_026417.1| Prevotella pallens 
ribosomal RNA, partial sequence 3144616 3146069 Prevotella pallens Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

3218386 3218352 3 37 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 


hingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 
3392871 3392845 78 104 gi|219846650|ref|NR_026242.1| Bacteroides caccae 
16S ribosomal RNA, partial sequence 3392191 3393612 Bacteroides caccae Bacteria; 
cteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

3547186 3547160 78 104 gi| 219846545 |ref|NR_026137.1| Porphyromonas cansulci 
6S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 
cteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

3573030 3573004 78 104 gi|219846527|ref|NR_026119.1| Prevotella intermedia 
ibosomal RNA, partial sequence 3572354 3573812 Prevotella intermedia Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

3635246 3635212 3 37 gi|219846482|ref|NR_026074.1| Helicobacter rodentium 
7 16S ribosomal RNA, partial sequence 3634529 3635951 Helicobacter rodentium 
acteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

3691587 3691553 65 99 gi|219846443|ref|NR_026034.1| Mycoplasma adleri 
ibosomal RNA, partial sequence 3690909 3692364 Mycoplasma adleri Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3702078 3702052 78 104 gi|219846435|ref|NR_026026.1| Gelidibacter algens 
ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter algens Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

3715605 3715571 65 99 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 
bosomal RNA, complete sequence 3714904 3716367 Mycoplasma pullorum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3755662 3755628 65 99 gi|219846395|ref|NR_025986.1| Mycoplasma bovirhinis 
ibosomal RNA, partial sequence 3754983 3756434 Mycoplasma bovirhinis Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3782822 3782788 65 99 gi|219846375|ref|NR_025966.1| Mycoplasma 
in LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycoplasma leopharyngis 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

3784305 3784271 65 99 gi|219846374|ref|NR_025965.1| Mycoplasma 
in 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycoplasma leonicaptivi 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

3787261 3787227 65 99 gi|219846372|ref|NR_025963.1| Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


ref |NR_025948.1 
88 3809126 Campyl 


Campylobacter 
obacter helveticus 

s; Campylobacteraceae; Campylobacter. 
ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref|NR_025747.1| Arenibacter certesii 
37 Arenibacter certesii Bacteria; 


avobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

18752 18727 80 105 gi|265679051|ref|NR_029359.1| Hymenobacter 
train AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
acteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 

292719 292698 82 103 gi|265678865|ref|NR_029171.1| Aggregatibacter 
tans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Proteobacteria; Gammaproteobacteria; 


ref|NR_028900.1| Neisseria animalis 
1 Neisseria animalis Bacteria; 
Neisseria. 
ref|NR_028845.1| Cupriavidus 

756798 758254 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028844.1| Alysiella filiformis 
5 Alysiella filiformis Bacteria; 
Alysiella. 
ref|NR_028843.1| Neisseria dentiae 


439852 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
439852 Bacteria_16S 
strain N-1 16S ri 
Proteobacteria; B 
439852 Bacteria_16S 973409 973380 7 
strain WSU 86/1044 16S ribosomal RNA, 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 
439852 Bacteria_16S 1146311 1146262 54 103 
strain Ter6 16S ribosomal RNA, partial sequence 
Proteobacteria; B 
439852 Bacteria_16S 
C91 16S ribosomal 
Proteobacteria; B 
439852 Bacteria_16S 1335410 1335377 3 36 
strain SJ95 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; 
439852 Bacteria_16S 1392786 1392689 3 99 
strain MP145 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
439852 Bacteria_16S 
strain M2000/95/1 
Bacteria; Proteob 
439852 Bacteria_16S 1507887 1507838 54 103 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, 
elongata subsp. e 
Neisseria. 
439852 Bacteria_16S 


823341 823292 54 103 


873514 873465 54 103 
bosomal RNA, partial sequence 


36 


1179619 1179570 54 
RNA, partial sequence 


103 


1443010 1442989 82 103 


1512337 1512316 82 103 
strain 8025 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 
439852 Bacteria_16S 1875669 1875648 82 103 
strain HK85 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 
439852 Bacteria_16S 2122655 2122606 54 103 
strain AU2944 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 2193757 2193720 69 106 
taiwanensis strai 
taiwanensis Bacteria; 
439852 Bacteria_16S 
strain ICPB 3636 
Proteobacteria; B 
439852 Bacteria_16S 
strain DSM 11853 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 2276058 2276009 54 103 
campinensis strai 
Bacteria; Proteob 
439852 Bacteria_16S 
strain ATCC49733 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 
439852 Bacteria_16S 2365314 2365269 54 99 
strain E42 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
439852 Bacteria_16S 
equigenitalium st 
equigenitalium Ba 
439852 Bacteria_16S 


Deinococcus-Thermus; 


2265339 2265290 54 103 


2274524 2274475 54 103 


2363742 2363721 82 103 


2366824 2366779 54 99 


2436671 2436622 54 103 
strain DSM 1105 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 2531965 2531916 54 103 
strain LMG 3413 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
439852 Bacteria_16S 2600203 2600182 82 103 
granulomatis stra 
granulomatis Bacteria; 
439852 Bacteria_16S 
strain HPA92 16S 


Proteobacteria; 
2601757 2601736 82 103 
ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 
439852 Bacteria_16S 2603311 2603290 82 103 
strain 177 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 


etaproteobacteria; Burkholderiales; 


complete sequence 


etaproteobacteria; Burkholderiales; Ox 


etaproteobacteria; Nitrosomonadales; N 


Petrotoga. 


icutes; Mycoplasmataceae; Mycoplasma. 


16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Pasteure 


longata Bacteria; Proteobacteria; Beta 


n WR-30 16S ribosomal RNA, partial seque 
Deinococci; 


n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


icutes; Mycoplasmataceae; Mycoplasma. 


rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 


in ATCC 49244 16S ribosomal RNA, parti 
Gammaproteobacte 


265678497 
sequence 

a; 

265678463 


gi 


gi 


872811 87416 
rkholderia 


Bu 


gi| 265678395 


gi| 253680759 


1145612 11470 
alobactera 


gi|228717704 


1178919 1180416 Nitro 
itrosomona 


gi|228721489 
1334683 13361 


gi|228716184 
1392046 13934 


224581426 

14423 
llales; 
gi| 219846303 
comp 
pr 


gi 


gi|219878127 
1511717 15130 
Pasteurellac 
gi|219878284 
1874987 18764 
Pasteurellac 
gi| 219857653 
2121958 21233 
Burk 
gi|219857 
nce 

Thermales; 
219857556 


603 


gi 


16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neiss 


eriaceae; 


gi|219857550 


16S ribosomal RNA, partial sequence 2273825 22753 


rkholderia 
219857549 
nce 22753 
riales; Bu 
219857485 


Bu 
gi 


gi 


16S ribosomal RNA, partial sequence 2363042 23645 


Pasteurellac 
gi|219857483 
2364627 23660 


219857482 
quence 

lasmatacea 
gi| 219857430 
2436004 24374 
Burkholderia 
gi| 219857356 
2531266 25327 
Burkholderia 
gi| 219857268 
al sequenc 
ria; Paste 
gi| 219857267 
2601060 26025 
Pasteurellac 
gi| 219857266 


gi 


Burkhol 


97261 


Pa 


lete sequenc 
oteobact 


holderia 


ref|NR_028800.1 

822620 824161 
deriales; Burkho 
ref |NR_028766.1 
ceae; Cupriavidu 
ref |NR_028697.1 
7 974173 Waddli 


ref|NR_028007.1 


; Collimonas 
NR_027566.1 
nas eutropha 
ae; 
NR_027612.1 


ceae 

ref 
somo 
dace 
ref 


ref|NR_027548.1 


ref |NR_027207.1 
29 1443825 Actino 
steurellaceae; 
ref|NR_025893.1 
e 150715 


; Neisserial 


eria; 


ref |NR_025266.1 


eae; 
ref 


Histophilu 
NR_025423.1 


eae; 
ref 


Haemophilu 
NR_025242.1 
; Ralstonia 
ref|NR_025191.1 

2193088 219457 
Thermaceae; Mei 


v 
ref|NR_025144.1 


ceae 


nsiella 
NR_025138.1 


Simo 
ref 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupri 
rkholderiaceae; 
ref|NR_025073.1 


eae. 


ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025018.1 
; Cupriavidu 
NR_024944.1 


ceae 
ref 
ceae; Cupriavidu 
ref |NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref |NR_024898.1 


eae; Mannheimia. 


urellaceae; 


Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


s. 
Waddlia chondrophila 
a chondrophila Bacteria; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Actinobacillus scotiae 
bacillus scotiae 


Actinobacillus. 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Histophilus somni 


77 Histophilus somni Bacteria; 
s. 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
s. 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Meiothermus 

0 Meiothermus 
othermus. 

Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


s. 
Cupriavidus 


avidus campinensis 


Cupriavidus. 
Haemophilus felis 


76 Haemophilus felis Bacteria; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 


Ss. 
Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 

Mannheimia 

9 Mannheimia 
Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


ref|NR_024897.1 


Mannheimia varigena 


2602614 2604117 Mannheimia varigena Bacteria; 


Pasteurellac 


eae; Mannheimia. 


439852 Bacteria_16S 
strain P925 16S r 
G 
439852 Bacteria_16S 


Proteobacteria; 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


439852 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


439852 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


439852 Bacteria_16S 


strain P-172-71 1 
Proteobacteria; 


porcinus strain N 
Bacteria; Proteob 


439852 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; B 


439852 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


439852 Bacteria_16S 


strain CDC 8142 1 
Proteobacteria; B 


439852 Bacteria_16S 


stercoraria strai 
stercoraria Bacte 


439852 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 


Betaproteobacteri 


439852 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


439852 Bacteria_16S 


strain 1502-91 16 
Bacteroidetes; Fl 


439852 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 


439852 Bacteria_16S 


strain ES2772 16S 
Bacteroidetes; Ba 


439852 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


439852 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


439852 Bacteria_16S 


strain Illinois 1 
Proteobacteria; A 


439852 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


439852 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


439852 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


439852 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


G 
439852 Bacteria_16S 


2604865 2604844 82 103 
ibosomal RNA, partial sequence 


gi 


acteria; Gammaproteobacteria; Pasteurell 
3770674 3770625 54 103 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3823773 3823752 82 103 gi 
strain 536 16S ribosomal RNA, complete 


Bacteria; Proteobacteria; Gammaproteob 


rk 


s 
ac 
3875298 3875249 54 103 gi 
etaproteobacteria; Neisseriales; Neiss 
3887755 3887706 54 103 gi 
n Gottingen 1488-6 16S ribosomal RNA, 

ria; Proteobacteria; Betaproteobacteri 
3890830 3890781 54 103 gi 


er 
pa. 


a; 


a; Neisseriales; Neisseriaceae; Kingella 


219857265 
2604168 26056 


219846312 
6S ribosomal RNA, partial sequence 3874615 38761 
iaceae; 

219846304 
rtial se 


219846301 
3890099 3891585 Kinge 


4123751 4123730 82 103 gi 
in Gerl. 236/81 16S ribosomal RNA, par 
eria; Proteobacteria; Gammaproteobacte 


27888 27864 79 103 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
88212 88188 79 103 gi 
n A 0404 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
129539 129515 79 103 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
149254 149210 3 47 gi 
bosomal RNA, partial sequence 


gi 


ae 


263889 263865 79 103 gi 
n ACAM 188 16S ribosomal RNA, partial 

ria; Bacteroidetes; Flavobacteria; Fla 
306380 306348 3 35 gi 


lphaproteobacteria; Rickettsiales; Ana 
326108 326084 79 103 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
327631 327607 79 103 gi 
S ribosomal RNA, partial sequence 


ae 


hingobacteria; Sphingobacteriales; Fle 


439852 Bacteria_16S 


566066 566042 79 103 gi 


219846134 
tial seque 
ria; 


265679045 
27210 
cteriaceae 
265679004 
quence 

vobacteria 
265678976 
128870 13034 


’ 


265678963 
148511 15001 


265678884 
sequence 

vobacteria 
265678856 
6S ribosomal RNA, partial sequence 305640 30713 
plasmatace 
265678843 


’ 


265678842 
326926 32843 


cteroidia; Bacteroidales; Prevotellaceae; Prevot 

425171 425147 79 103 gi| 265678771 

RNA, partial sequence 424476 425990 Formo 
avobacteriales; Flavobacteriaceae; Formosa. 

535467 535443 79 103 gi| 265678695 

ribosomal RNA, partial sequence 534808 53626 


xibacterac 
265678675 


ales; 
219846384 
3769978 37714 
holderia 
219846347 
equence 
teria; 


Pa 


P 


Neisser 


Paste 


28718 


Prevot 


32539 
Prevot 


ref|NR_024896.1 


steu 
ref 


rellaceae; 
NR_025975.1 
ceae; Ralstonia 
ref |NR_025938.1 
3823071 382454 
asteurellales; P 


ref|NR_025902.1 
seria. 
NR_025894.1 
ce 388702 
s; Neisseria 
NR_025891.1 
oralis Bacte 


Neis 
ref 
quen 
iale 
ref 
lla 


ref 
nce 
urel 


NR_025724.1 
412310 
lales; Paste 


ref |NR_029353.1 


; Coenonia. 

ref |NR_029312.1 
87607 88985 

les; Flavobacter 

ref|NR_029284.1 


ella. 
ref |NR_029271.1 


ref|NR_029190.1 

263191 264674 
les; Flavobacter 
ref|NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref |NR_029148.1 
8 326875 Prevot 
ella 
ref 


NR_029147.1 


ella 
ref 
saa 


NR_029076.1 
lgae Bacteri 
ref|NR_029000.1 


eae; Arcicella. 


daecheongense strain CPW406 16S ribosomal RNA, partial sequence 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Chryseobacterium. 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


ammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

2638678 2638657 82 103 gi|219857232|ref|NR_024860.1| Actinobacillus 
in 130Z 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 
eria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 

2646421 2646372 54 103 gi|219857227|ref|NR_024855.1| Propionivibrio 

asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
ia; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
2650929 2650880 54 103 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
a; Rhodocyclales; Rhodocyclaceae; Azospira. 

3694615 3694594 82 103 gi|219846441|ref|NR_026032.1| Pasteurella aerogenes 
6S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
ammaproteobacteria; Pasteurellales; Pasteurellaceae. 

3696052 3696031 82 103 gi|219846439|ref|NR_026030.1| Actinobacillus 
M319 16S ribosomal RNA, partial sequence 3695371 3696836 Actinobacillus porcinus 


Actinobacillus. 


Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Kingella oralis strain 
ria; Proteobacteria; 


Volucribacter 
3 4124536 Volucribacter 


urellaceae; 


Coenonia anatina 


Coenonia anatina Bacteria; 


Capnocytophaga 
Capnocytophaga 
iaceae; Capnocytophaga. 
Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Clostridium rectum 


5 Clostridium rectum Bacteria; 


Psychroserpens 
Psychroserpens 

iaceae; Psychroserpens. 
Neorickettsia risticii 
risticii Bacteria; 

a. 

Prevotella veroralis 
ella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Formosa algae strain 
a; Bacteroidetes; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


ref |NR_028980.1 
565378 566823 


Chryseobacterium 
Chryseobacterium 


439852 Bacteria_16S 591535 591511 79 103 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
439852 Bacteria_16S 621899 621875 79 103 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

439852 Bacteria_16S 744659 744635 79 103 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

439852 Bacteria_16S 800450 800426 79 103 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
strain Chj707 16S ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

439852 Bacteria_16S 803558 803538 79 99 gi|265678510|ref|NR_028813.1| Mycoplasma canis 
strain PG14 16S ribosomal RNA, partial sequence 802889 804333 Mycoplasma canis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

439852 Bacteria_16S 1028308 1028284 79 103 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

439852 Bacteria_16S 1072335 1072311 79 103 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
vitellibacter. 

439852 Bacteria_16S 1156906 1156862 3 47 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 

439852 Bacteria_16S 1167403 1167379 79 103 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 
ATCC 700755 16S ribosomal RNA, partial sequence 1166738 1168192 Psychroflexus torquis ATCC 700755 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

439852 Bacteria_16S 1173589 1173565 79 103 gi|228719222|ref|NR_027581.1| Capnocytophaga 
ochracea DSM 7271 16S ribosomal RNA, partial sequence 1172900 1174354 Capnocytophaga ochracea DSM 
7271 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 

439852 Bacteria_16S 1273178 1273154 79 103 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

439852 Bacteria_16S 1274600 1274576 79 103 gi|219846219|ref|NR_025809.1| Sejongia antarctica 
strain AT1013 16S ribosomal RNA, partial sequence 1273959 1275312 Sejongia antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

439852 Bacteria_16S 1374795 1374771 79 103 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 

439852 Bacteria_16S 1389839 1389787 52 104 gi|228716586|ref|NR_027553.1| Bdellovibrio 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
Bdellovibrio. 

439852 Bacteria_16S 1616960 1616936 80 104 gi| 219878465 |ref|NR_025604.1| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

439852 Bacteria_16S 1618483 1618459 80 104 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

439852 Bacteria_16S 1620006 1619982 80 104 gi|219878463|ref|NR_025602.1| Algoriphagus 
aquimarinus strain LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
aquimarinus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

439852 Bacteria_16S 1621529 1621505 80 104 gi| 219878462 |ref|NR_025601.1| Algoriphagus 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
winogradskyi Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

439852 Bacteria_16S 1624560 1624536 80 104 gi|219878460|ref|NR_025599.1| Belliella baltica 
strain BA134 16S ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

439852 Bacteria_16S 1712979 1712955 79 103 gi|219878399|ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
439852 Bacteria_16S 1906041 1906017 80 104 gi|219878259|ref|NR_025398.1| Hymenobacter 
aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 1905456 1906817 Hymenobacter 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 
439852 Bacteria_16S 1919754 1919730 79 103 gi| 219878248 |ref|NR_025387.1| Chryseobacterium 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
439852 Bacteria_16S 1921262 1921238 79 103 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 


scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 


1920604 1922061 Chryseobacterium 


scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Chryseobacterium. 


439852 Bacteria_16S 2046325 2046301 79 103 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

439852 Bacteria_16S 2063135 2063111 79 103 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

439852 Bacteria_16S 2064658 2064634 79 103 gi|219878147|ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

439852 Bacteria_16S 2142233 2142209 79 103 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
439852 Bacteria_16S 2205884 2205864 79 99 gi|219857595|ref|NR_025183.1| Mycoplasma 
gallopavonis strain WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycoplasma gallopavonis 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

439852 Bacteria_16S 2208910 2208890 79 99 gi|219857593|ref|NR_025181.1| Mycoplasma cynos 
strain H831 16S ribosomal RNA, partial sequence 2208244 2209695 Mycoplasma cynos Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

439852 Bacteria_16S 2214937 2214917 79 99 gi|219857589|ref|NR_025177.1| Mycoplasma buteonis 
strain BbT2g 16S ribosomal RNA, partial sequence 2214274 2215721 Mycoplasma buteonis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

439852 Bacteria_16S 2368309 2368289 79 99 gi|219857481|ref|NR_025069.1| Mycoplasma 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 2367647 2369075 Mycoplasma 
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439852 Bacteria_16S 4090591 4090567 79 103 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
strain KMM 3947 16S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

439852 Bacteria_16S 4092089 4092065 79 103 gi|219846158|ref|NR_025748.1| Maribacter 
sedimenticola strain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
sedimenticola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
439852 Bacteria_16S 4096499 4096475 80 104 gi|219846155|ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

439852 Bacteria_16S 4097985 4097961 80 104 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
439852 Bacteria_16S 4099443 4099419 78 102 gi|219846153|ref|NR_025743.1| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

439852 Bacteria_16S 4114604 4114580 79 103 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

439852 Bacteria_16S 4162308 4162284 79 103 gi|219846106|ref|NR_025696.1| Algibacter lectus 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

439852 Bacteria_16S 4226101 4226077 79 103 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

439852 Bacteria_16S 4227573 4227549 79 103 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

439852 Bacteria_16S 4229045 4229021 79 103 gi| 219846049 |ref|NR_025639.1| Aequorivita antarctica 
strain SW49 16S ribosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

439852 Bacteria_16S 4236620 4236596 80 104 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

439852 Fungi_16S 700 643 52 109 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

439852 Fungi_16S 2209 2152 52 109 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

439852 Fungi_16S 3747 3690 52 109 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

439852 Fungi_16S 5307 5250 52 109 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

439852 Fungi_16S 6863 6806 52 109 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

439852 Fungi_16S 8365 8308 52 109 gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

439852 Fungi_16S 9851 9794 52 109 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

439852 Fungi_16S 11332 11275 52 109 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

439852 Archaea_16S 28649 28601 53 101 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 
indicus strain SL43 16S ribosomal RNA, partial sequence 27994 29402 Methanocaldococcus indicus 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 
439852 Archaea_16S 70330 70279 57 108 gi|254971328|ref|NR_028246.1| Acidianus brierleyi 
DSM 1651 16S ribosomal RNA, partial sequence 69647 71106 Acidianus brierleyi Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

439852 Archaea_16S 9576 9543 51 84 gi| 265678822 |ref|NR_029127.1| Sulfolobus 
solfataricus strain IFO 15331 16S ribosomal RNA, partial sequence 8883 10377 Sulfolobus 
solfataricus Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 
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446288 Bacteria_16S 4119952 4119975 76 99 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
446288 Bacteria_16S 4135175 4135198 76 99 gi|219846123|ref|NR_025713.1| Spiroplasma 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
446288 Bacteria_16S 4136740 4136763 76 99 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446288 Bacteria_16S 4138306 4138329 76 99 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
446288 Bacteria_16S 4139872 4139895 76 99 gi|219846120|ref|NR_025710.1| Spiroplasma 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446288 Bacteria_16S 4141438 4141461 76 99 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446288 Bacteria_16S 4143002 4143025 76 99 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446288 Bacteria_16S 4144568 4144591 76 99 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
446288 Bacteria_16S 4146135 4146158 76 99 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
446288 Bacteria_16S 4147700 4147723 76 99 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446288 Bacteria_16S 4149265 4149288 76 99 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446288 Bacteria_16S 4150820 4150843 76 99 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446288 Bacteria_16S 4152248 4152271 76 99 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446288 Bacteria_16S 4153814 4153837 76 99 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446288 Bacteria_16S 4155379 4155402 76 99 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446288 Bacteria_16S 4156945 4156968 76 99 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
446288 Bacteria_16S 4160076 4160099 76 99 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
446288 Bacteria_16S 131961 131983 77 99 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

446288 Bacteria_16S 295061 295083 76 98 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

446288 Bacteria_16S 827215 827237 77 99 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

446288 Bacteria_16S 828789 828811 77 99 gi| 265678493 |ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

446288 Bacteria_16S 842469 842491 76 98 gi|265678484|ref|NR_028787.1| Bosea minatitlanensis 
strain AMX51 16S ribosomal RNA, partial sequence 842468 843949 Bosea minatitlanensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

446288 Bacteria_16S 967988 968010 77 99 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

446288 Bacteria_16S 983203 983225 76 98 gi|265678388|ref|NR_028690.1| Treponema socranskii 
subsp. socranskii strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii subsp. socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
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446288 Bacteria_16S 3928279 3928301 77 99 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
446288 Bacteria_16S 4051929 4051951 76 98 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

446288 Bacteria_16S 4169130 4169152 76 98 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

446288 Bacteria_16S 4178358 4178380 76 98 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

446288 Bacteria_16S 148512 148533 78 99 gi| 265678963 |ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 


Fusobacteria. 
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446288 Bacteria_16S 328494 328515 78 99 gi| 265678841 |ref|NR_029146.1 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales F 
Sedis; Sedimentibacter. 
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strain 39 16S rib 
Firmicutes; Bacil 
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446288 Bacteria_ 


strain T7 16S rib 
Bacil 


Firmicutes; 
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15237 
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Selenomonas. 
ref |NR_025592.1 
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51 3611882 Plano 


fo} 


Cc 


73 Cetobacterium 


Cc 


16S 772035 772056 78 99 gi|265678531|ref|NR_028835.1| Atopostipes 

in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 

eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

16S 845554 845575 78 99 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 


1 Clostridium scindens Bacteria; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Selenomonas sputigena 
monas sputigena 


Planococcus 
occus maitriensis 


Cetobacterium ceti 
ceti Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


446288 Bacteria_16S 51488 51508 79 99 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

446288 Bacteria_16S 83070 83090 79 99 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

446288 Bacteria_16S 86099 86119 79 99 gi| 265679005 |ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

446288 Bacteria_16S 99834 99854 79 99 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

446288 Bacteria_16S 167047 167071 74 98 gi|265678951|ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

446288 Bacteria_16S 206802 206822 79 99 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

446288 Bacteria_16S 226637 226661 75 99 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

446288 Bacteria_16S 229651 229675 75 99 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
446288 Bacteria_16S 231160 231180 79 99 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

446288 Bacteria_16S 232726 232746 78 98 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

446288 Bacteria_16S 243695 243715 79 99 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 


strain LC 1 16S r 
Firmicutes; Clost 


446288 Bacteria_16S 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


446288 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


446288 Bacteria_16S 


ibosomal RNA, partial sequence 


243690 24511 


burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 


burtonensis Bacte 


ria; Bacteroidetes; Flavobacteria; 


Flavobacteriales; 


5 Megasphaera e 


lsdenii Bacteria; 


ridia; Clostridiales; Veillonellaceae; Megasphaera. 
245167 245187 79 99 gi| 265678898 |ref|NR_029206.1| Rhodococcus 

n CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
261595 261615 79 99 gi| 265678885 |ref|NR_029191.1| Rubrobacter 

ain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 

teria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 

Rubrobacter. 
263196 263216 79 99 gi|265678884|ref|NR_029190.1| Psychroserpens 


263191 264674 Psychroserpens 


Flavobacteriaceae; 


Psychroserpens. 


446288 Bacteria_16S 273755 273775 79 99 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 


strain S-16 16S ribosomal RNA, partial sequence 273748 275246 Mycoplasma hyosynoviae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
446288 Bacteria_16S 305648 305668 78 98 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 


strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

446288 Bacteria_16S 320692 320712 79 99 gi|265678846|ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


446288 Bacteria_16S 375103 375123 79 99 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

446288 Bacteria_16S 376699 376719 79 99 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
446288 Bacteria_16S 396581 396601 79 99 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 
446288 Bacteria_16S 402782 402802 79 99 gi|265678786|ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
446288 Bacteria_16S 405883 405903 79 99 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 
446288 Bacteria_16S 419784 419804 79 99 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 
446288 Bacteria_16S 432198 432218 79 99 gi| 265678766 |ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
446288 Bacteria_16S 435342 435362 79 99 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
446288 Bacteria_16S 450667 450687 79 99 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 
strain Met-12 16S ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
446288 Bacteria_16S 461377 461397 79 99 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
446288 Bacteria_16S 478076 478096 79 99 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
446288 Bacteria_16S 479625 479645 79 99 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 


446288 Bacteria_16S 510384 510404 79 99 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

446288 Bacteria_16S 537855 537875 79 99 gi|265678693|ref|NR_028998.1| Mycobacterium 


psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
446288 Bacteria_16S 572890 572910 79 99 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
446288 Bacteria_16S 601345 601365 79 99 gi| 265678651 |ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 


446288 Bacteria_16S 728800 728820 79 99 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

446288 Bacteria_16S 734795 734815 79 99 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 


histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
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Thermaerobacter. 
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strain VKM Ac-179 
Bacteria; Actinob 
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strain E6844 16S 
Firmicutes; Lacto 


446288 Bacteria_16S 


VKM Ac-1401 16S r 
Actinobacteria; A 


446288 Bacteria_16S 


strain DSS-3 16S 


781360 781380 79 99 gi|265678524|ref|NR_028828.1| Xylanimonas 
train XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
ceae; Xylanimonas. 
785929 785949 79 99 gi| 265678521 |ref|NR_028825.1| Streptomyces 
ain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
796610 796630 79 99 gi|265678514|ref|NR_028817.1| Paenibacillus 
strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
801289 801309 79 99 gi|265678511|ref|NR_028814.1| Thermaerobacter 
in C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
884708 884728 79 99 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
9 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 


acteria; Actinobacteridae; Actinomycet 


896858 896878 79 99 

ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
910804 910824 79 99 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
929378 929398 78 98 gi 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 
446288 Bacteria_16S 930885 930905 79 99 gi|265678424|ref|NR_028726.1 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiace 
446288 Bacteria_16S 932437 932457 79 99 gi| 265678423 |ref|NR_028725.1 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
446288 Bacteria_16S 938640 938660 79 99 gi|265678419|ref|NR_028721.1 
strain BT-H1 16S ribosomal RNA, complete sequence 938639 94015 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

446288 Bacteria_16S 995704 995724 79 99 gi|265678380|ref|NR_028682.1 
strain B1333 16S ribosomal RNA, complete sequence 995703 99724 

Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

446288 Bacteria_16S 1038320 1038340 79 99 gi|265678352|ref|NR_028654.1 
strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 10398 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
446288 Bacteria_16S 1044483 1044503 79 99 gi| 265678348 |ref|NR_028650.1 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 10459 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
446288 Bacteria_16S 1059626 1059646 79 99 gi| 265678337 |ref|NR_028639.1 
hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 106111 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 

446288 Bacteria_16S 1062700 1062720 79 99 gi| 265678335 |ref|NR_028637.1 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 106423 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacill 
446288 Bacteria_16S 1086533 1086553 79 99 gi|265678318|ref|NR_028620.1 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 
Bacillales; Bacillaceae; Bacillus. 

446288 Bacteria_16S 1109259 1109279 79 99 gi|265678302|ref|NR_028604.1 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 111072 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobac 
Coriobacteriaceae; Collinsella. 

446288 Bacteria_16S 1113842 1113862 79 99 gi|265678299|ref|NR_028600.1 


strain I-132 16S 
Actinobacteria; A 


446288 Bacteria_16S 


strain I-273 16S 
Actinobacteria; A 


446288 Bacteria_16S 


strain I-273 16S 
Firmicutes; Lacto 
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1115366 1115386 79 99 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1116891 1116911 79 99 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 
1131957 1131977 79 99 
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ales; Micrococcineae; Micr 


265678446 |ref|NR_028748.1 
6 Enterococcus 
cus. 

265678437 


ref |NR_028739.1 


7 Mi 
ref 


crobacteriac 
NR_028727.1 


ococcineae 
265678425 


osporiinea 
265678298 


e7-K 
ref 


ineosporiace 
NR_028599.1 


osporiinea 
265678297 


e; Kineosporiace 
ref |NR_028598.1 
82 Streptococcus 
occus. 


gi 


obacteriaceae; 


Enterococcus avium 


avium Bacteria; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Clostridium 

932385 Clostridium 
ae; Clostridium. 
Lactobacillus 
Lactobacillus 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 

Marinithermus 

6 Marinithermus 

Marinithermus. 
Alicyclobacillus 

1 Alicyclobacillus 

us. 

Bacillus akibai strain 

ria; Firmicutes; 


Collinsella 
0 Collinsella 


terineae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Streptococcus pyogenes 
pyogenes Bacteria; 


Brevibacterium 


253680768|ref|NR_028016.1 
1131955 1133449 Brevib 


acterium sanguinis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


446288 Bacteria_16S 1136457 1136477 79 99 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
446288 Bacteria_16S 1138011 1138031 79 99 gi|253680764|ref|NR_028012.1| Leifsonia rubra strain 
CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia rubra Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
446288 Bacteria_16S 1154577 1154597 79 99 gi|253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
446288 Bacteria_16S 1156152 1156172 79 99 gi|228721492|ref|NR_027615.1| Streptobacillus 
moniliformis DSM 12112 16S ribosomal RNA, partial sequence 1156151 1157635 Streptobacillus moniliformis 
DSM 12112 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Streptobacillus. 
446288 Bacteria_16S 1171346 1171366 79 99 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
peptidovorans DSM 11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 
Dethiosulfovibrio. 
446288 Bacteria_16S 1194030 1194050 79 99 gi|228715634|ref|NR_027536.1| Carboxydibrachium 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carboxydibrachium pacificum 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Carboxydibrachium. 
446288 Bacteria_16S 1203163 1203183 79 99 gi| 228715356 |ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
446288 Bacteria_16S 1204672 1204692 79 99 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
446288 Bacteria_16S 1206180 1206200 79 99 gi|228715354|ref|NR_027526.1| Catenibacterium 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Catenibacterium mitsuokai DSM 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 
446288 Bacteria_16S 1293464 1293484 79 99 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
446288 Bacteria_16S 1317759 131777979 99 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
446288 Bacteria_16S 1319301 1319321 79 99 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
446288 Bacteria_16S 1320843 1320863 79 99 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
446288 Bacteria_16S 1322386 1322406 79 99 gi|228715345|ref|NR_027517.1| Streptococcus 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 
Streptococcaceae; Streptococcus. 
446288 Bacteria_16S 1374102 1374122 79 99 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
OT-1 16S ribosomal RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kordia. 
446288 Bacteria_16S 1669640 1669660 79 99 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
446288 Bacteria_16S 1697058 1697078 79 99 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
446288 Bacteria_16S 1719991 1720011 79 99 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 
strain WAL 14325 16S ribosomal RNA, partial sequence 1719990 1721459 Cetobacterium somerae Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 
446288 Bacteria_16S 1865936 1865956 79 99 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
446288 Bacteria_16S 2045624 2045644 79 99 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
446288 Bacteria_16S 2047169 2047189 79 99 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
strain KK19 16S ribosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
446288 Bacteria_16S 2070126 2070146 79 99 gi|219878143|ref|NR_025282.1| Thermobacillus 


xylanilyticus strain XE 16S ribosomal RNA, complete sequence 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 


2070125 207167 


8 Thermobacillus 


446288 Bacteria_16S 
strain YIM 90001 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
446288 Bacteria_16S 2164215 2164235 79 99 gi 
strain ATCC 927 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446288 Bacteria_16S 2193089 2193109 79 99 gi 
taiwanensis strain WR-30 16S ribosomal RNA, partial seq 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; 
446288 Bacteria_16S 2232423 2232443 79 99 gi 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446288 Bacteria_16S 2253748 2253768 79 99 gi 
acetigenes strain Lup33 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
Sporanaerobacter. 
446288 Bacteria_16S 


2149166 2149186 79 99 gi| 219857635 
do 


219857625 


ne 
219857603 
uence 

Th 
219857577 


ne 
219857563 
en 
id 


2258346 2258366 79 99 gi 
strain ATCC 29178 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
446288 Bacteria_16S 2305518 2305538 79 99 gi| 219857525 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, compl 
strandjordii Bacteria; Actinobacteria; Actinobacteridae 
Tsukamurellaceae; Tsukamurella. 

446288 Bacteria_16S 2332776 2332796 79 99 gi 
xinjiangensis strain YIM 90004 16S ribosomal RNA, parti 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 
Nocardiopsaceae; Nocardiopsis. 

446288 Bacteria_16S 2408578 2408598 79 99 gi 
salina strain YIM90002 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptomonospora. 
446288 Bacteria_16S 2416362 2416382 79 99 gi 
didelphis strain W94-11374-1 16S ribosomal RNA, partial 
didelphis Bacteria; Firmicutes; Lactobacillales; Strept 
446288 Bacteria_16S 2432949 2432969 79 99 gi 
frigidarium strain A2i 16S ribosomal RNA, partial seque 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriale 
446288 Bacteria_16S 2463227 2463247 79 99 gi 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostrid 
446288 Bacteria_16S 2464764 2464784 79 99 gi 
strain CCUG 43179 16S ribosomal RNA, complete sequence 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 
446288 Bacteria_16S 2466382 2466402 79 99 gi 
strain Z-2189 16S ribosomal RNA, partial sequence 
Firmicutes; Clost 
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S; 
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ref|NR_025214.1 
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eae; Mycobacter 
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ref|NR_025020.1 
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Vi 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
xr 


diaceae; Prauserella. 

Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 

Meiothermus 
0 Meiothermus 
othermus. 

Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Sporanaerobacter 
aerobacter acetigenes 
e Sedis; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 
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Nocardiopsaceae; 


Streptococcus 
5 Streptococcus 


Flavobacterium 
acterium frigidarium 
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Clostridium 

2 Clostridium 

stridium. 
Lactobacillus mucosae 
acillus mucosae 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
446288 Bacteria_16S 2526674 2526694 79 99 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
446288 Bacteria_16S 2529734 2529754 79 99 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 


strain DSM 12272 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
446288 Bacteria_16S 2553414 2553434 79 99 gi 
carbonis strain JL 415 16S ribosomal RNA, complete sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptacidiphilus. 
446288 Bacteria_16S 2568769 2568789 79 99 gi 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostri 
446288 Bacteria_16S 2615061 2615081 79 99 gi 
strain SEBR 4211 
Firmicutes; Clostridia; 


cl 
219857341 
en 
ales; 
219857288 
sequence 
diales; 

219857255 


Clostridiales; Clostridiales Fa 
446288 Bacteria_16S 2630433 2630453 78 98 gi 
strain hl 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
446288 Bacteria_16S 2699607 2699627 79 99 gi 
strain EPSA11 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellace 
446288 Bacteria_16S 2701150 2701170 79 99 gi 
strain EHS11 16S ribosomal RNA, partial sequence 
Bacteroidetes; Bacteroidia; Bacteroidales; 


mily XII. 
219857238 


ho 
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ae; 
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Prevotella salivae 


98 Prevotella salivae Bacteria; 


Prevotella shahii 
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2701149 2702638 Prevotella shahii Bacteria; 
Prevotella. 
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6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


gi| 219856863 


6S ribosomal RNA, partial sequence 2888980 28904 
Eubacteriaceae; 


gi| 219856856 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
446288 Bacteria_16S 


gi| 219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
446288 Bacteria_16S 


gi|219856854 


16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
446288 Bacteria_16S 


219856852 
29056 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


446288 Bacteria_16S 


vitulinus strain 


vitulinus Bacteria; 
446288 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial se 
pasteuri Bacteria; 
446288 Bacteria_16S 
lugdunensis strain ATCC 4 
lugdunensis Bacteria; 
446288 Bacteria_16S 


strain ATCC 43959 
Bacteria; 
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Bacteria; 


salinarius strain 


salinarius Bacteria; 
446288 Bacteria_16S 
griseocarneus strain DSM 40004 16S ribosomal RNA, 
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Streptomycetaceae; 
446288 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 
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lobacillus pomorum 
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Flavobacterium. 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Alicyclobacillus 
5 Alicyclobacillus 
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Alicyclobacillus 
lobacillus herbarius 


Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 
Eubacterium. 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 
Eubacterium. 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 


eae; Pseudoclavibacter. 
Williamsia maris 

msia maris Bacteria; 
eae; Williamsia. 
Staphylococcus 


Firmicutes; 
446288 Bacteria_16S 


Firmicutes; 
446288 Bacteria_16S 

arlettae strain ATCC 43957 16S ribosomal RNA, partial s 
arlettae Bacteria; 
446288 Bacteria_16S 
ruminantium strain GA195 16S ribosomal RNA, partial seq 
ruminantium Bacteria; 
446288 Bacteria_16S 


ATCC 51145 16S ribosomal RNA, partial 
Firmicutes; Bacillales; Staphylococ 
2908742 2908762 79 99 gi 
Firmicutes; Bacillales; Staphylococc 
2910286 2910306 79 99 gi 
3809 16S ribosomal RNA, partia 
Firmicutes; Bacillales; Staphyloc 
2911828 2911848 79 99 gi 
ribosomal RNA, partial sequence 
Bacillales; Staphylococcus. 
2914915 2914935 79 99 gi 
ribosomal RNA, partial sequence 
Bacillales; Staphylococcus. 
2916457 2916477 79 99 


16S 


16S 


gi 


Firmicutes; Bacillales; 
2921060 2921080 79 


Staphylococc 
99 gi 


Firmicutes; Clostridia; Clostridi 
3129668 3129688 79 99 gi 
SG3903 16S ribosomal RNA, partial seq 
Firmicutes; Clostridia; Halanaerob 
3235807 3235827 79 99 gi 
compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
3302463 3302483 79 
6S ribosomal RNA, 
lales; Salinicoccus. 
3447438 3447458 79 99 


99 gi 


sequence 
cus. 
219856850 
quence 
us. 
219856849 
1 sequence 
occus. 
219856848 
29118 


219856846 
29149 


219856845 
equence 
us. 
219856842 
uence 
ales; Euba 
219846835 
uence 
iales; Hal 
219846763 
ete sequen 
e; 


219846719 


complete sequence 3302462 33040 


219846611 


gi 


DSM 40445 16S ribosomal RNA, complete 


; Streptomyces. 


sequence 


Actinomycetales; 


2907194 2908690 Staphylococcus 


ref|NR_024669.1 
2908741 291023 


Staphylococcus 
4 Staphylococcus 


ref|NR_024668.1 
2910285 291177 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


ref |NR_024667.1 
27 2913320 Staphy 


ref |NR_024665.1 
14 2916405 Staphy 


Staphylococcus caprae 
lococcus caprae 


ref|NR_024664.1 


= Staphylococcus 
2916456 291794 


9 Staphylococcus 


ref|NR_024661.1| Eubacterium 
2921059 2922566 Eubacterium 
cteriaceae; Eubacterium. 
ref|NR_026427.1| Halanaerobacter 
3129667 3131049 Halanaerobacter 
obacteroidaceae; Halanaerobacter. 
ref|NR_026355.1| Streptomyces 


ce 3235806 3237320 Streptomyces 
Streptomycineae; 


ref|NR_026311.1 
04 Salinicoccus 


Salinicoccus roseus 
roseus Bacteria; 


ref|NR_026203.1| Streptomyces 
3447437 3448952 Streptomyces 
Streptomycineae; 


446288 Bacteria_16S 3449004 3449024 79 99 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

446288 Bacteria_16S 3483984 3484004 79 99 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
446288 Bacteria_16S 3485551 3485571 79 99 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

446288 Bacteria_16S 3490177 3490197 79 99 gi| 219846582 |ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

446288 Bacteria_16S 3518850 3518870 79 99 gi|219846563|ref|NR_026155.1| Mycoplasma genitalium 
strain ATCC 33530 16S ribosomal RNA, partial sequence 3518849 3520338 Mycoplasma genitalium 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

446288 Bacteria_16S 3551090 3551110 79 99 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

446288 Bacteria_16S 3604484 3604504 79 99 gi| 219846503 |ref|NR_026095.1| Capnocytophaga 
sputigena strain ATCC 33612 16S ribosomal RNA, partial sequence 3604483 3605971 Capnocytophaga 
sputigena ATCC 33612 Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Capnocytophaga. 

446288 Bacteria_16S 3606023 3606043 79 99 gi|219846502|ref|NR_026094.1| Capnocytophaga 
gingivalis strain ATCC 33624 16S ribosomal RNA, partial sequence 3606022 3607474 Capnocytophaga 
gingivalis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
446288 Bacteria_16S 3615065 3615089 75 99 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
446288 Bacteria_16S 3640657 3640677 79 99 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

446288 Bacteria_16S 3642182 3642202 79 99 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

446288 Bacteria_16S 3643714 3643734 79 99 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
446288 Bacteria_16S 3652828 3652848 79 99 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

446288 Bacteria_16S 3677296 3677316 79 99 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

446288 Bacteria_16S 3701388 3701408 79 99 gi|219846435|ref|NR_026026.1| Gelidibacter algens 
strain C8ST5 16S ribosomal RNA, partial sequence 3701387 3702864 Gelidibacter algens Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

446288 Bacteria_16S 3789541 3789561 79 99 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
strain PG8 16S ribosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

446288 Bacteria_16S 3841124 3841144 79 99 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

446288 Bacteria_16S 3860746 3860766 79 99 gi|219846321|ref|NR_025911.1| Lactobacillus reuteri 
F275 16S ribosomal RNA, partial sequence 3860745 3862279 Lactobacillus reuteri Bacteria; Firmicutes; 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

446288 Bacteria_16S 3865378 3865398 79 99 gi|219846318|ref|NR_025908.1| Porphyromonas macacae 
strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas macacae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

446288 Bacteria_16S 3883912 3883932 79 99 gi|219846306|ref|NR_025896.1| Mycoplasma corogypsi 
strain BVl 16S ribosomal RNA, partial sequence 3883911 3885377 Mycoplasma corogypsi Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

446288 Bacteria_16S 3966845 3966865 78 98 gi|219846247|ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

446288 Bacteria_16S 3977078 3977098 78 98 gi|219846240|ref|NR_025830.1| Rhodospirillum 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 


3977072 397838 


6 Rhodospirillum 


centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Rhodospirillum. 


446288 Bacteria_16S 


strain 50-1 BON 1 
Firmicutes; 
Mahella. 


446288 Bacteria_16S 


strain HD9 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 
446288 Bacteria_16S 
strain DSA1 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
446288 Bacteria_16S 


koyangensis strai 
koyangensis Bacte 
Streptomycetaceae 
446288 Fungi_16S 
strain IFM 10035 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


446288 Fungi_16S 
strain YZ-96 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
446444 Bacteria_16S 


strain RV-12x 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


446444 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


446444 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


446444 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


446444 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


446444 Bacteria_16S 


strain K24 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
446444 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


446444 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


446444 Bacteria_16S 


halophila strain 
halophila Bacteri 
Pseudonocardiacea 


446444 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


446444 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


446444 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


446444 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


446444 Bacteria_16S 


thermocisternum s 
thermocisternum B 


446444 Bacteria_16S 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16S ribosomal RNA, partial sequence 


Clost 


4076075 4076095 79 99 gi 


ridia; Thermoanaerobacterales; Thermoa 
4109295 4109315 79 99 


bosomal RNA, partial sequence 


gi 


Prop 
4110862 4110882 79 99 gi 
ibosomal RNA, partial sequence 
Prop 
4204079 4204099 79 99 gi 
n VK-A60 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2 22 79 99 gi 
16S ribosomal RNA, partial sequence 1 


qu 


’ 


6165 6185 79 99 
ribosomal RNA, partial sequence 


gi 

6163 
Cory 
388741 388692 1 50 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
1880950 1880901 1 50 gi 
FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
2403750 2403701 1 50 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
4071408 4071359 1 50 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
54450 54394 1 57 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
802640 802584 1 57 gi 
in C21 16S ribosomal RNA, complete seq 
eria; Firmicutes; Clostridia; Clostrid 


ue 
le 


st 


ue 
ia 


861932 861876 1 57 
bosomal RNA, partial sequence 


gi 


do 
1417394 1417338 1 57 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycetal 
1693733 1693677 1 57 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1887230 1887174 1 57 gi 
DSM 44411 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
e; Saccharomonospora. 

2548720 2548664 1 57 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2757899 2757843 1 57 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


eq 
ia 


oc 


al 
di 


3155098 3155042 1 57 gi 
SM 765 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Peptoc 
3156691 3156635 1 57 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 
3765357 3765301 1 57 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 


en 
oc 


se 
cl 


se 
ri 


na 


io 


io 


219846168 
6S ribosomal RNA, partial sequence 4076074 40776 
erobacte 


219846145 
4109294 41108 
nibacter 
219846144 
4110861 41123 
nibacter 
219846072 


ence 


Actinomyc 


265678352 


1514 


nebacterin 
265678348 


7670 


nebacterin 
265678796 
387448 38884 
Veillonel 
219878279 


nce 


s; Veill 


219857458 


24024 


Veillonel 
219846172 
4070099 40715 
Veillonel 
265679028 
1 sequence 


ridiales 


265678511 


nce 
les; 


265678471 
860647 86213 


nocardin 


224581447 


14160 


es; Pseu 


219878412 


uence 


les; Pep 


219878274 


uence 
inomycet 


219857345 


25473 
caceae; 


219857148 


sequenc 
ales; Cl 


219846819 


ce 31537 
caceae; 


219846818 


quence 


quence 
diales; 


4231238 42311821 57 gi 


219846048 


Clo 


ostridia 
219846388 


ref|NR_025758.1 


rales Family IV 


ref|NR_025735.1 


inea 
ref 


e; Nocardio 
NR_025734.1 


ineae; Nocardio 
ref |NR_025662.1 

4204078 420556 
etales; Strepto 


ref|NR_028654.1 
eae; 
ref|NR_028650.1 
eae; 
ref|NR_029101.1 
la. 
ref|NR_025418.1 
1879598 188113 
onellaceae; Pro 
ref|NR_025046.1 
23 2403914 Veill 
la. 
ref|NR_025762.1 
la. 
ref |NR_029336.1 

53088 54587 
7 Peptococcacea 
ref|NR_028814.1 

801287 802838 
stridiales Famil 


ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref |NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


ref|NR_025551.1 
1692386 169391 
tococcaceae; Des 
ref|NR_025413.1 
1885917 188742 
ales; Pseudonoca 


, 


ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref|NR_026410.1 

3155325 315690 
les; Peptococcac 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025638.1 


Pp 


fo} 


e 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 
EE 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 
i 


daceae; Kribbella. 
Streptomyces 
5 Streptomyces 


mycineae; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 
Nocardiacea 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 
Nocardiacea 


e; Nocardia. 
Veillonella ratti 


3 Veillonella ratti Bacteria; 


Propionispora 
1 Propionispora 
ionispora. 

Veillonella criceti 
nella criceti Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


, 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 
Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 
Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Desulfosporosinus 
osporosinus orientis 
s. 

Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Desulfotomaculum 
6 Desulfotomaculum 
Desulfotomaculum. 
Desulfotomaculum 
4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


ptococcaceae; Desulfotomaculum. 


446444 Bacteria_16S 


australiensis str 
australiensis Bac 
Quatrionicoccus. 


446444 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


446444 Bacteria_16S 
16S ribosomal RNA, partial sequence 2449732 24511 


strain KCTC 3666 
Firmicutes; Bacil 


446444 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


446444 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


446444 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


446444 Bacteria_16S 


strain TOD45 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


naphthalenovorans 
naphthalenovorans 


446444 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain T7 16S rib 
Firmicutes; Bacil 


446444 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain DSM 2875 1 
Firmicutes; Clost 


446444 Bacteria_16S 


strain DSM 5090 1 
Firmicutes; Clost 


446444 Bacteria_16S 


strain DSM 3132 1 
Firmicutes; Clost 


446444 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


446444 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


446444 Bacteria_16S 


daejeonensis stra 
daejeonensis Bact 


446444 Bacteria_16S 


kribbensis strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


446444 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


446444 Bacteria_16S 


482504 482433 1 71 gi 
ain Ben 117 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2432715 2432660 4 


59 gi 


n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2451012 2450961 1 52 gi 


lales; Thermoactinomycetaceae; Laceyel 
2452564 2452514 1 51 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
376446 376393 4 57 gi 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 
549844 549795 1 50 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
643969 643920 1 50 gi 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
701333 701280 4 57 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
702820 702767 4 57 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; Paenibacillus 
797953 797900 4 57 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
899780 899727 4 57 gi 
YC300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1009140 1009087 4 57 gi 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1801545 1801492 4 57 gi 


IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1882529 1882480 1 50 gi 


ridia; Clostridiales; Veillonellaceae; 


1884105 1884056 1 50 gi 
ridia; Clostridiales; Veillonellaceae; 
1885685 1885636 1 50 gi 


ridia; Clostridiales; Veillonellaceae; 
2048516 2048463 4 57 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
2071479 2071426 4 57 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2226094 2226041 4 57 gi 
in AM141 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
2227655 2227602 4 57 gi 
AM49 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2317473 2317420 4 57 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
2837839 2837791 1 49 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2905469 2905412 1 57 gi 


548509 55004 


642624 644123 Sporo 


6S ribosomal RNA, partial sequence 1881182 18827 


6S ribosomal RNA, partial sequence 1882756 18842 


6S ribosomal RNA, partial sequence 1884339 18858 


Sporomusa. 


Sporomusa. 
219878276 


Sporomusa. 


219856853 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 


marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. 


Thermaerobacter. 


ref 
66 Sporomusa acidovorans Bacteria; 


obacillaceae; 


265678730|ref|NR_029035.1| Quatrionicoccus 
sequence 481171 482647 Quatrionicoccus 

ria; Rhodocyclales; Rhodocyclaceae; 
219857436|ref|NR_025024.1| Paenibacillus 

nce 2431410 2432897 Paenibacillus chinjuensis 

nibacillus. 

219857419 |ref|NR_025007.1| Laceyella putida 


92 Laceyella putida Bacteria; 


la. 
219857418|ref|NR_025006.1| Seinonella 
1 sequence 2451243 2452743 Seinonella 


tinomycetaceae; Seinonella. 
265678804|ref|NR_029109.1| Paenibacillus 
sequence 375101 376646 Paenibacillus 
cillaceae; Paenibacillus. 

265678686 |ref|NR_028991.1| Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


265678622|ref|NR_028927.1| Sporomusa ovata strain 
musa ovata Bacteria; Firmicutes; 

265678582 |ref|NR_028887.1| Paenibacillus odorifer 
699985 701422 Paenibacillus odorifer Bacteria; 

265678581|ref|NR_028886.1| Paenibacillus graminis 
701473 702909 Paenibacillus graminis Bacteria; 

265678514|ref|NR_028817.1| Paenibacillus 

al sequence 796606 798156 Paenibacillus 

nibacillaceae; Paenibacillus. 

265678445|ref|NR_028747.1| Paenibacillus 

nce 898427 899962 Paenibacillus koreensis 

nibacillus. 

265678372|ref|NR_028674.1| Bacillus edaphicus 
1007814 1009265 Bacillus edaphicus Bacteria; 

219878335|ref|NR_025474.1| Paenibacillus 

e 1800219 1801737 Paenibacillus stellifer 

nibacillus. 

219878278|ref|NR_025417.1| Sporomusa sphaeroides 

05 Sporomusa sphaeroides Bacteria; 
Sporomusa. 
219878277|ref|NR_025416.1| Sporomusa malonica 


88 Sporomusa malonica Bacteria; 


NR_025415.1| Sporomusa acidovorans 


219878160|ref|NR_025299.1| Paenibacillus borealis 
2047168 2048707 Paenibacillus borealis Bacteria; 
219878143|ref|NR_025282.1| Thermobacillus 
uence 2070125 2071678 Thermobacillus 
cillaceae; Thermobacillus. 
219857582|ref|NR_025170.1| Paenibacillus 
quence 2224766 2226278 Paenibacillus 
illaceae; Paenibacillus. 
219857581|ref|NR_025169.1| Paenibacillus 
nce 2226329 2227839 Paenibacillus kribbensis 
nibacillus. 
219857518|ref|NR_025106.1| Paenibacillus 
quence 2316148 2317531 Paenibacillus 
llaceae; Paenibacillus. 
219856899|ref|NR_024718.1| Lactobacillus 
quence 2836503 2837908 Lactobacillus 


Lactobacillus. 

NR_024672.1| Thermaerobacter 
2904128 2905615 Thermaerobacter 
Incertae Sedis; 


446444 Bacteria_16S 
limneticum strain 
Proteob 
446444 Bacteria_16S 
strain DG-1 16S r 
Clost 
446444 Bacteria_16S 
M 9236 16S ribosomal RNA, partial sequ 
Clostridiales; Veillo 


Bacteria; 


Firmicutes; 
ruminis strain DS 
Bacteria; 
Bacteria; 


amylolyticus stra 
amylolyticus Bact 


446444 Bacteria_16S 
sanguinis strain 2301083 16S ribosomal RNA, partial seq 


sanguinis Bacteri 


446444 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


446444 Bacteria_16S 


cyanea strain NA1 
Bacteria; Actinob 
Saccharomonospora 


446444 Bacteria_16S 


strain JW/AS-Y6 1 


3075245 3075204 1 42 gi 
cda-1 16S ribosomal RNA, partial sequ 


acteria; Betaproteobacteria; Rhodocyclal 


219846872 
en 


ce 30739 
es; 


Rhod 


ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 


Ferribacterium 
acterium limneticum 
ibacterium. 


Firmicu 
446444 Bacteria_16S 
faecium strain AC 
Firmicu 
446444 Bacteria_16S 


3203824 3203775 1 50 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
3445690 3445637 1 54 gi 
tes; Clostridia; 


3585781 3585732 1 50 gi 


tes; Clostridia; 
3905179 3905126 4 $7 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
4083673 4083620 4 57 gi 


a; Firmicutes; Bacillales; Paenibacill 
4199372 4199319 4 57 gi 
KCTC 3748 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Paenibacill 
1301 1245 1 57 gi 
34 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
258557 258501 1 
6S ribosomal RNA, 


ST gi 


M 3679 16S ribosomal RNA, partial sequ 
Clostridiales; Veillo 


219846786 


3202501 32039 


s 
219846613 
ence 34443 
nellaceae; 
219846519 
ence 35844 
nellaceae; 
219846292 
tial seque 
illaceae; 
219846164 
uence 
aceae; Pae 
219846076 
equence 
aceae; Pae 
265679063 
1 
ales; 


Pseu 


265678890 


complete sequence 257219 25873 


poromusa. 


ref|NR_026378.1| Sporomusa silvacetica 
81 Sporomusa silvacetica Bacteria; 


ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref|NR_026111.1 
36 3585946 Phasco 
Phascolarctobac 
ref |NR_025882.1 
nce 390383 
Paenibacillus. 
ref|NR_025754.1 
4082348 408382 
nibacillus. 
ref|NR_025666.1 
198059 419951 
nibacillus. 
ref |NR_029371.1 
1489 Saccha 
donocardineae; P 


Succiniclasticum 
iclasticum ruminis 
m. 
Phascolarctobacterium 
larctobacterium faecium 
terium. 
Paenibacillus 
4 3905341 Paenibacillus 


Paenibacillus 
2 Paenibacillus 


Paenibacillus 
0 Paenibacillus 


rs 


Saccharomonospora 
romonospora cyanea 
seudonocardiaceae; 


ref|NR_029198.1| Moorella glycerini 
1 Moorella glycerini Bacteria; 


Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
446444 Bacteria_16S 332999 332943 1 57 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

446444 Bacteria_16S 456728 456672 1 57 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

446444 Bacteria_16S 461159 461103 1 57 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

446444 Bacteria_16S 774915 774859 1 57 gi|265678530|ref|NR_028834.1| Prauserella alba 


strain YIM90005 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


446444 Bacteria_16S 


strain HKU4 16S r 
Firmicutes; Lacto 


446444 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


446444 Bacteria_16S 


salivarius strain 
salivarius Bacter 


446444 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


446444 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


446444 Bacteria_16S 


strain NS51 16S r 
Firmicutes; Lacto 


446444 Bacteria_16S 


strain YIT 0455 1 
Firmicutes; Lacto 


446444 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
446444 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


446444 Bacteria_16S 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 


776533 776477 1 57 
ibosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
916792 916736 1 57 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
933793 933737 1 57 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
1021331 1021275 1 57 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 

1022884 1022828 1 57 gi 
ATCC 33400 16S ribosomal RNA, complet 
ia; Firmicutes; Lactobacillales; Strep 
1024455 1024399 1 57 gi 
ibosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1083330 1083274 1 57 gi 


gi 


Streptoc 


bacillales; Lactobacillaceae; Lactobac 
1195346 11952901 57 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


1225493 12254371 57 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1261695 1261639 1 57 gi 


6S ribosomal RNA, partial sequence 773630 77513 


donocardin 
265678529 


775183 77669 


occus. 

265678434 
ence 91544 
; Streptoc 
265678423 
uence 

bacillacea 
265678364 


1019984 10214 


occus. 

265678363 
e sequence 
tococcacea 
265678362 


1023111 10246 


occus. 
265678321 


6S ribosomal RNA, partial sequence 1082049 10834 


illus. 

228715634 
11940 

obacterale 


219878314 
1 sequence 
ptococcace 
219846707 
12603 


2 Prauserella alba Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_028833.1| Streptococcus sinensis 
4 Streptococcus sinensis Bacteria; 


ref|NR_028736.1] Streptococcus 
5 916988 Streptococcus intermedius 
occus; Streptococcus anginosus group. 
ref|NR_028725.1| Lactobacillus 

932436 934005 Lactobacillus 
e; Lactobacillus. 
ref|NR_028666.1| Streptococcus gordonii 


95 Streptococcus gordonii Bacteria; 


ref|NR_028665.1] Streptococcus 
1021546 1023060 Streptococcus 

e; Streptococcus. 

ref|NR_028664.1| Streptococcus mitis 


30 Streptococcus mitis Bacteria; 


ref |NR_028623.1 
61 Lactobacillus 


Lactobacillus equi 
equi Bacteria; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref |NR_025453.1 
1224170 122567 
ae; Streptococcus. 

ref|NR_026299.1| Brevibacterium 

97 1261800 Brevibacterium mcbrellneri 


Streptococcus 
1 Streptococcus 


ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Brevibacteriaceae; 
446444 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


446444 Bacteria_16S 
pretoriensis stra 
pretoriensis Bact 
Pseudonocardiacea 
446444 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 
446444 Bacteria_16S 
balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 
446444 Bacteria_16S 
keratiniphila sub 


Brevibacterium. 
1411340 1411284 1 57 gi 
strain 108 16S ribosomal RNA, partial 
Bacteria; Firmicutes; 


1564258 1564202 1 57 gi 


e; Amycolatopsis. 


1673900 1673844 1 57 gi 


e; Amycolatopsis. 


1675423 1675367 1 57 gi 


e; Amycolatopsis. 


1676922 1676866 1 57 gi 


Lactobacillales; 


in NRRL B-24133 16S ribosomal RNA, par 
eria; Actinobacteria; Actinobacteridae; 


rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 


n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


sp. nogabecina strain DSM 44586 16S ri 


224581432 
sequence 
Streptoco 
219846103 
tial seque 
; Actinomy 
219878426 
al sequenc 
ae; Actino: 


, 


219878425 
sequence 
Actinomyc 


219878424 
bosomal RN. 


ccac 
nce 


ceta 


e 1672599 16740 
myce 


etal 


A, Pp 


ref|NR_027214.1 
1410019 141148 
eae; Strept 
NR_025693.1 
156296 
Pseudo 


ref 
les; 


ref|NR_025565.1 
7 
tales; Pseu 
ref|NR_025564.1 

1674127 167557 
es; Pseudon 
ref |NR_025563.1 
artial sequ 


fo} 


n 


d 


fo} 


e 


Streptococcus 
6 Streptococcus 
coccus. 

Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 


nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


446444 Bacteria_16S 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


446444 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


446444 Bacteria_16S 
CECT 5353 16S ribosomal RNA, partial s 
Strept 


entericus strain 
entericus Bacteri 


446444 Bacteria_16S 
n CF 62 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


446444 Bacteria_16S 


palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 


446444 Bacteria_16S 


strain YIM 90001 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
446444 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


446444 Bacteria_16S 


Sapomandens strai 
Sapomandens Bacte 


446444 Bacteria_16S 
ATCC 700640 16S ribosomal RNA, partial 
Strept 


orisratti strain 
orisratti Bacteri 


446444 Bacteria_16S 
n N1165 16S ribosomal RNA, partial seq 


thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 


446444 Bacteria_16S 


strain DSM 43194 


strain DSM 44262 


parasanguinis str 
parasanguinis ATC 


446444 Bacteria_16S 
ATCC 10556 16S ribosomal RNA, partial 
Strept 


sanguinis strain 
sanguinis Bacteri 


Pseudonocardineae; 


1678439 1678383 1 57 gi 


e; Amycolatopsis. 


1679960 1679904 1 57 gi 


1765413 1765357 1 57 gi 


a; Firmicutes; Lactobacillales; 


1938653 1938597 1 ST gi 


; Brevibacterium. 


2139908 2139852 1 57 gi 
train 1Bdz 16S ribosomal RNA, partial 


e; Amycolatopsis. 
2150479 2150423 1 57 gi 
16S ribosomal RNA, partial sequence 21 


2388621 2388565 1 57 gi 


tes; Clostridia; 
2429720 2429664 1 57 gi 
n DSM 3223 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; 
2496237 2496181 1 


57 gi 


a; Firmicutes; Lactobacillales; 


2610119 2610063 1 Laie gi 


ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 


2611692 2611636 1 57 gi 


2613219 2613163 1 57 gi 


2664864 2664808 1 57 gi 


C 15912 Bacteria; Firmicutes; 


2666426 2666370 1 57 gi 


a; Firmicutes; Lactobacillales; 


446444 Bacteria_16S 
narugense strain Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicu 


2740117 2740069 1 49 gi 


tes; Clostridia; 


Pseudonocardiaceae; 


17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteria; Actinobacteri 


n KBl 16S ribosomal RNA, partial seque 
Thermoanaerobacterale 


Clostridi 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
446444 Bacteria_16S 
16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
446444 Bacteria_16S 
ain ATCC 15912 16S ribosomal RNA, part 
Lactobac 


Amycolato 
219878423 

sequence 
Actinomyc 


219878422 
16786 
ales; Pseu 
219878361 
equence 
ococcaceae 
219878236 
uence 
Actinomyc 


219857642 
sequence 
dae; Actin 


219857635 
49165 21506 
donocardin 
219857468 
nce 23873 
s; Thermoa 
219857438 
sequence 
ales; Pept 
219857386 
sequence 
ococcaceae 
219857259 
uence 
Actinomyc 


219857258 


donocardin 
219857257 


donocardin 
219857214 
ial sequen 
illales; Ss 
219857213 
sequence 

ococcaceae 
219857161 


psis. 


etal 


61 1680145 Amyco 
dono 


etal 


omyc 


07 2388807 Thermo 
naer 


Ococ 


, 


etal 


18 Amycolatopsis 
eae; 


ce 2663526 26650 
trep 


’ 


ref|NR_025562.1 

1677147 167861 
es; Pseudono 
ref|NR_025561.1 
1 
cardineae; P 
ref|NR_025500.1 

1764167 176550 
; Streptococcus. 
ref|NR_025375.1 

1937348 193875 
es; Micrococ 


ref 
2 


NR_025231.1 
138615 214004 
etales; Pseu 
ref|NR_025224.1 
Pseudonocar 
ref|NR_025056.1 
obacteraceae 
ref|NR_025026.1 

2428395 242981 
caceae; Desu 
ref|NR_024974.1 
2494920 249625 
Streptococcus. 
ref|NR_024890.1 

2608828 261032 
es; Pseudono 
ref|NR_024889.1 
Pseudonocar 
ref|NR_024888.1 
Pseudonocar 
NR_024842.1 
3 
tococcaceae; 
ref|NR_024841.1 
2665089 266654 
Streptococcus. 
ref|NR_024789.1 


ref 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Streptococcus 
1 Streptococcus 


Brevibacterium 
9 Brevibacterium 
cineae; 


Amycolatopsis 
1 Amycolatopsis 


donocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
eae; 


diaceae; Prauserella. 
Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Desulfotomaculum 

8 Desulfotomaculum 
1lfotomaculum. 
Streptococcus 

6 Streptococcus 


, 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
eae; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Streptococcus 

8 Streptococcus 
Streptococcus. 
Streptococcus 

8 Streptococcus 


Thermodesulfobium 


T 


2738810 2740172 Thermodesulfobium narugense 
Thermodesulfobiaceae; 


hermodesulfobium. 


446444 Bacteria_16S 2756331 2756275 1 57 gi|219857149|ref|NR_024777.1| Thermanaeromonas 
toyohensis strain ToBE 16S ribosomal RNA, partial sequence 2754990 2756495 Thermanaeromonas toyohensis 
TOBE Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermanaeromonas. 
446444 Bacteria_16S 2884375 2884319 1 57 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

446444 Bacteria_16S 2925435 2925379 1 57 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
446444 Bacteria_16S 3064984 3064928 1 57 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
446444 Bacteria_16S 3217396 3217340 1 57 gi|219846776|ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
446444 Bacteria_16S 3666482 3666426 1 57 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 

446444 Bacteria_16S 4078986 4078930 1 57 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

446444 Bacteria_16S 4208417 4208361 1 57 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 
446444 Bacteria_16S 1361758 1361687 1 72 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 
446444 Bacteria_16S 2431174 2431127 4 51 gi|219857437|ref|NR_025025.1| Papillibacter 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
cinnamivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

446444 Bacteria_16S 438234 438180 1 55 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


446444 Bacteria_16S 2789675 2789625 7 57 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

446444 Bacteria_16S 3002764 3002714 1 51 gi|219846922|ref|NR_026514.1| Brevibacillus 


thermoruber strain BT2 16S ribosomal RNA, partial sequence 3001433 3002946 Brevibacillus thermoruber 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 


446444 Bacteria_16S 22446 22397 1 50 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

446444 Bacteria_16S 345246 345197 1 50 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

446444 Bacteria_16S 346806 346757 1 50 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

446444 Bacteria_16S 393398 393345 4 57 gi|265678793|ref|NR_029098.1| Paenibacillus 
massiliensis strain 2301065 16S ribosomal RNA, partial sequence 392074 393575 Paenibacillus 
massiliensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

446444 Bacteria_16S 396384 396335 1 50 gi|265678791|ref|NR_029096.1| Tenuibacillus 


multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 


446444 Bacteria_16S 413474 413425 1 50 gi|265678779|ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

446444 Bacteria_16S 433542 433489 4 57 gi|265678766|ref|NR_029071.1| Paenibacillus 


favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


446444 Bacteria_16S 497935 497886 1 50 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

446444 Bacteria_16S 762603 762550 4 57 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

446444 Bacteria_16S 767273 767224 1 50 gi|265678535|ref|NR_028839.1| Veillonella 
montpellierensis strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 


montpellierensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 


446444 Bacteria_16S 830146 830097 1 50 gi|265678493|ref|NR_028796.1| Selenomonas noxia 


strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
446444 Bacteria_16S 1033522 1033473 1 50 gi| 265678356 |ref|NR_028658.1| Lactobacillus 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


446444 Bacteria_16S 1118195 1118146 1 50 gi|265678297|ref|NR_028598.1| Streptococcus pyogenes 
strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

446444 Bacteria_16S 1255669 1255620 1 50 gi|219857194|ref|NR_024822.1| Brevibacillus 
limnophilus strain DSM 6472 16S ribosomal RNA, partial sequence 1254345 1255845 Brevibacillus 
limnophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

446444 Bacteria_16S 1323728 1323679 1 50 gi|228715345|ref|NR_027517.1| Streptococcus 
dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 
Streptococcaceae; Streptococcus. 
446444 Bacteria_16S 1435904 1435851 4 57 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
446444 Bacteria_16S 1442118 1442069 1 50 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
446444 Bacteria_16S 1610135 1610086 1 50 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

446444 Bacteria_16S 1756336 1756283 1 54 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
446444 Bacteria_16S 1778880 1778827 4 57 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


446444 Bacteria_16S 1780430 1780381 4 53 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

446444 Bacteria_16S 1841415 1841366 1 50 gi|219878308|ref|NR_025447.1| Lactobacillus 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

446444 Bacteria_16S 1915694 1915641 4 57 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


446444 Bacteria_16S 2050084 2050031 1 54 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

446444 Bacteria_16S 2051645 2051596 1 50 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 


strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 


446444 Bacteria_16S 2115668 2115619 1 50 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

446444 Bacteria_16S 2170155 2170106 1 50 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

446444 Bacteria_16S 2259688 2259639 1 50 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

446444 Bacteria_16S 2346124 2346071 4 57 gi|219857497|ref|NR_025085.1| Paenibacillus 


granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
446444 Bacteria_16S 2567094 2567041 1 54 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

446444 Bacteria_16S 2617967 2617918 1 50 gi|219857254|ref|NR_024885.1| Paralactobacillus 
selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 


446444 Bacteria_16S 2643950 2643897 4 57 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

446444 Bacteria_16S 2779063 2779014 4 53 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

446444 Bacteria_16S 2963010 2962961 1 50 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 


Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


446444 Bacteria_16S 


strain STR Tl 16S 


2964559 2964510 1 50 
ribosomal RNA, partial sequence 


gi 


219856814 
2963222 29647 


ref|NR_024633.1 
20 Streptococcus 


Streptococcus canis 
canis Bacteria; 


Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

446444 Bacteria_16S 3028358 3028309 1 50 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
446444 Bacteria_16S 3614826 3614777 1 50 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 


strain NCFB 2890 


16S ribosomal RNA, partial sequence 3613485 36150 


09 Alloiococcus otitis Bacteria; 


Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 

446444 Bacteria_16S 4106109 4106056 4 57 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

446444 Bacteria_16S 4118199 4118150 1 50 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

446444 Bacteria_16S 4243247 4243198 1 50 gi|219846040|ref|NR_025630.1| Streptococcus 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

446444 Bacteria_16S 2840 2784 1 57 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

446444 Bacteria_16S 95014 94958 1 57 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

446444 Bacteria_16S 105802 105746 1 57 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
446444 Bacteria_16S 215875 215819 1 57 gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

446444 Bacteria_16S 220523 220467 1 57 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

446444 Bacteria_16S 305385 305337 1 49 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 


strain MSB-8 16S 
Thermotogae; Ther 


446444 Bacteria_16S 


strain A288 16S r 
Actinobacteria; A 
Actinomadura. 


446444 Bacteria_16S 


strain LCl 16S ri 
Proteobacteria; G 


446444 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


446444 Bacteria_16S 


strain G-16.1 16S 
Proteobacteria; G 


446444 Bacteria_16S 


coryniformis subs 


ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
405630 405574 1 57 gi 
ibosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Strept 
419594 419538 1 57 
bosomal RNA, partial sequence 


gi 


ribosomal RNA, partial sequence 


304028 30558 


265678785 
404351 40583 


osporang 


265678775 
418286 41972 


490502 49197 


9 Thermotoga maritima Bacteria; 


ref|NR_029090.1 
0 Actinomadura 
ineae; Thermomo 


Actinomadura meyerae 
meyerae Bacteria; 
nosporaceae; 


ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
476467 476411 1 57 gi|265678734|ref|NR_029039.1| Lactobacillus 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
491839 491783 1 57 gi|265678724|ref|NR_029029.1| Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
508775 508719 1 57 gi|265678713|ref|NR_029018.1| Lactobacillus 
p- torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


446444 Bacteria_16S 


strain Tf 16S rib 


Lactobacillus. 
511735 511679 1 
osomal RNA, partial sequence 


57 gi 


265678711 
510382 51190 


ref|NR_029016.1| Geobacillus debilis 
6 Geobacillus debilis Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

446444 Bacteria_16S 513279 513223 1 57 gi|265678710|ref|NR_029015.1]| Streptococcus 
devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

446444 Bacteria_16S 526950 526894 1 57 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

446444 Bacteria_16S 840793 840737 1 57 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Geobacillus. 

446444 Bacteria_16S 879880 879832 1 49 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcacea 


446444 Bacteria_16S 


Prochlorococcus. 
890586 890530 1 


e; 


57 gi 


265678451 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 


ref|NR_028753.1| Actinomadura 
889276 890727 Actinomadura 


catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporace 
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Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
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224581438 
sequence 
teria; Oce 
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donocardin 
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partial se 
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88 Lactobacillus 
ref |NR_027530.1 
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acea 
ref 
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NR_027185.1 


aceae; Halomona 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_026485.1 
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Streptosporangineae; 
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Geobacillus 


Lactobacillus algidus 
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Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Halomonas 
8 Halomonas 


Halomonadaceae; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
Ss. 


Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 

Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Thermoanaerobacter 
4 1314606 


Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

446444 Bacteria_16S 1478327 1478271 1 57 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 

strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 

Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

446444 Bacteria_16S 1506910 1506854 1 57 gi|219846365|ref|NR_025956.1| Thermoanerobacter 

brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

446444 Bacteria_16S 1535662 1535606 1 57 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 

strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 

Actinomadura. 

446444 Bacteria_16S 1555449 1555393 1 57 gi|219857209|ref|NR_024837.1| Anoxybacillus 

ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

446444 Bacteria_16S 1562866 1562810 1 57 gi| 219846143 |ref|NR_025733.1| Anoxybacillus 

kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 

kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

446444 Bacteria_16S 1745702 1745646 1 57 gi|219878377|ref|NR_025516.1| Streptococcus ratti 

strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

446444 Bacteria_16S 1784903 1784847 1 57 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 

strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

446444 Bacteria_16S 1871783 1871727 1 57 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 

strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

446444 Bacteria_16S 1912649 1912593 1 57 gi|219878255|ref|NR_025394.1| Ureibacillus terrenus 

strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 1912821 Ureibacillus terrenus Bacteria; 

Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 

446444 Bacteria_16S 1926485 1926429 1 57 gi| 219878244 |ref|NR_025383.1| Amycolatopsis 

albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 

albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

Pseudonocardiaceae; Amycolatopsis. 

446444 Bacteria_16S 1969087 1969031 1 57 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 

strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 

Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

446444 Bacteria_16S 2267476 2267420 1 57 gi|219857555|ref|NR_025143.1| Geobacillus toebii 

strain SK-1 16S ribosomal RNA, partial sequence 2266147 2267657 Geobacillus toebii Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

446444 Bacteria_16S 2311381 23113251 57 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 


strain A290 16S r 


ibosomal RNA, partial sequence 


2310109 2311529 Actinomadura mexicana Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
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2312930 2312874 1 
in 34 16S ribosomal RNA, partial sequenc 
Firmicutes; 
446444 Bacteria_16S 2391658 2391602 1 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2454089 2454033 1 
in KCTC 3667 16S ribosomal RNA, partia 
Bacillales; 
2697824 2697768 1 
rain TH13 16S ribosomal RNA, partial s 
voinovskiensis Bacteria; 
446444 Bacteria_16S 2707016 2706960 1 
ain T-2-2 16S ribosomal RNA, partial s 


2850076 2850004 1 
ain DSM 654 16S ribosomal RNA, partial 

Proteobacteria; 
2999627 29995711 
in DSM 2641 16S ribosomal RNA, partial 


3039069 3039013 1 
ribosomal RNA, partial sequence 
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ref|NR_025109.1 
80 2313074 Geobac 


ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
Halomonas. 
ref|NR_025005.1 
2452794 245426 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
Thermoflavimicrobium. 


57 gi|219857190|ref|NR_024818.1| Anoxybacillus 
equence 2696496 2698001 Anoxybacillus 
Bacillales; Bacillaceae; Anoxybacillus. 
57 gi|219857184|ref|NR_024812.1| Exiguobacterium 
equence 2705678 2707191 Exiguobacterium 
Bacillales; Bacillales Family XII. Incertae Sedis; Exiguobacterium. 
72 gi|219856891|ref|NR_024710.1| Pelomonas 
sequence 2848765 2850266 Pelomonas 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
57 gi|219846924|ref|NR_026516.1| Anoxybacillus 
sequence 2998293 2999816 Anoxybacillus 
Bacillales; Bacillaceae; Anoxybacillus. 
57 gi|219846897|ref|NR_026489.1| Vagococcus fluvialis 
3037737 3039205 Vagococcus fluvialis Bacteria; 
Enterococcaceae; Vagococcus. 
41 57 gi|219846848|ref|NR_026440.1| Sporotomaculum 
equence 3110031 3111466 Sporotomaculum 
Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 
11 57 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
3173565 3175071 Thermoanaerobacter mathranii 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 


Actinomadura madurae 
madurae Bacteria; 
Thermomonosporaceae; 


ref |NR_026343.1 
21 Actinomadura 
ineae; 


ref|NR_026250.1| Halomonas eurihalina 
19 3387691 Halomonas eurihalina Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

446444 Bacteria_16S 3494573 3494517 1 57 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 

446444 Bacteria_16S 3495953 3495897 1 57 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

446444 Bacteria_16S 3725298 3725242 1 57 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

446444 Bacteria_16S 3726759 3726703 1 57 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

446444 Bacteria_16S 3728211 3728155 1 57 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

446444 Bacteria_16S 3729666 3729610 1 57 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

446444 Bacteria_16S 3732579 3732523 1 57 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

446444 Bacteria_16S 3734041 3733985 1 57 gi|219846412|ref|NR_026003.1| Actinomadura 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 


atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Thermomonosporaceae; Actinomadura. 


3732782 3734190 Actinomadura 
Streptosporangineae; 


446444 Bacteria_16S 
strain C-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
446444 Bacteria_16S 
strain 62 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
446444 Bacteria_16S 
strain Q-1 16S ribosomal RNA, partial sequence 
Bacteroidia; 


Proteobacteria; 


Proteobacteria; 


Bacteroidetes; 


446444 Bacteria_16S 
thermocopriae strain JT-3 16S ribosomal RNA, partial se 
thermocopriae Bacteria; 
Thermoanaerobacter. 
446444 Bacteria_16S 


brockii subsp. 


halodenitrificans 
halodenitrificans 
Halomonas. 


446444 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 
strain SS20 16S ribosomal RNA, partial sequence 


Proteobacteria; 


strain 1843-02 16 
Firmicutes; 


Firmicutes; Bacil 


446444 Bacteria_16S 
strain N-3 16S ribosomal RNA, 


Firmicutes; Bacil 


446444 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


446444 Bacteria_16S 


maitriensis strai 
Bacteria; 


Tenericutes; Moll 


446444 Bacteria_16S 
thermophilum strain H-6-12 16S ribosomal RNA, 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomace 
446444 Bacteria_16S 


strain SEBR 7054 
Thermotogae; 


Deferribacteres; 


446444 Bacteria_16S 
train YIM 90007 16S ribosomal RNA, partial seque 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; 
Pseudonocardineae; 
446444 Bacteria_16S 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 
Clostridia; 
446444 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


paurometabolica s 


Firmicutes; 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


446444 Bacteria_16S 


owensensis OL 16S 


3836359 3836303 1 


3837889 3837833 1 


3863670 3863614 1 


5 gi 


57 gi 


57 gi 


Rikenellacea 


finnii strain AKo-1 16S ribosomal RNA, p 
Thermoanaerobacter brockii subsp. 

Thermoanaerobacterales; 

446444 Bacteria_16S 


Lactobacillales; 
446444 Bacteria_16S 
strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; 
446444 Bacteria_16S 
strain M55 16S ribosomal RNA, partial sequence 


Bacteroidales; 


3882094 3882038 1 57 gi 


Firmicutes; Clostridia; Thermoa 


3883667 3883611 1 57 gi 


Thermoanaerobacteraceae; Thermo 
3892972 3892916 1 awe gi 
strain DSM 735 16S ribosomal RNA, com 


Bacteria; Proteobacteria; Gammaproteo 


3994437 3994381 1 57 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4056253 4056197 1 57 


gi 


gi 


4172048 4171992 1 57 

S ribosomal RNA, partial sequence 
Enterococcaceae; Vagococcu 
4197961 4197905 1 57 gi 


gi 


lales; Bacillaceae; Anoxybacillus. 
4212993 4212937 1 57 
complete sequence 
Bacillaceae; Geobacillus. 
1007670 1007623 12 59 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1160490 1160439 1 52 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1635875 1635780 1 95 gi 


gi 


lales; 
gi 


Bacillales; 
4148997 4148930 20 


Planococcaceae; 
86 gi 
icutes; Entomoplasmatales; 
205016 204970 1 47 gi 
complete 


248033 247987 1 47 


gi 


Thermotogaceae; 
348275 348225 1 


Thermotoga. 
51 gi 


Paenibac 
gi 


Firmicutes; Bacillales; 
543719 543669 1 51 


Deferribacterales; Deferribacteraceae; 


740835 740784 6 57 gi 


Pseudonocardiaceae; 
828570 828524 1 


Saccharomonospor 
47 gi 


Clostridiales; Veillonellaceae; 
1302261 1302215 1 47 gi 
tes; Clostridia; Thermoanaerobacterale 
losiruptor. 


finnii Bacteria; 


3993148 39945 


4054980 40563 
Gammaproteobacteria; Oceanospirillales; 
446444 Bacteria_16S 
4170715 41722 


4196627 41980 


4211641 42131 


1006359 10077 


n Sl 16S ribosomal RNA, partial sequence 
Planococcus. 


4147699 41492 
Spiroplasmataceae; 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogales; 
446444 Bacteria_16S 
borstelensis strain Logan B4029 16S ribosomal RNA, part 
borstelensis Bacteria; 
446444 Bacteria_16S 


strain JR 16S ribosomal RNA, partial sequence 542382 54390 


anaerobact 
219846300 
plete sequ 
bacteria; 


219846229 


219846183 


219846099 


Ss. 
219846077 


219846067 


265678373 


228721485 

11591 
+ Peptococ 
219878453 
16345 


219846115 


Sp 
265678927 
sequence 


265678897 


265678826 
ial sequen 
illaceae; 

265678690 


Deferriba 
265678554 


a. 
265678494 
82720 
Selenomon 
219846639 


s; Thermoa 


1305372 1305326 1 47 
ribosomal RNA, partial sequence 


gi 


Firmicutes; 


Halomonadaceae; 


219846338|ref|NR_025928.1| Halomonas halodurans 
3835060 3836533 Halomonas halodurans Bacteria; 
Halomonadaceae; Halomonas. 
219846337|ref|NR_025927.1| Halomonas pacifica 
3836584 3838063 Halomonas pacifica Bacteria; 
Halomonadaceae; Halomonas. 
219846320|ref|NR_025910.1| Rikenella microfusus 
3862330 3863801 Rikenella microfusus Bacteria; 
e; Rikenella. 
219846308|ref|NR_025898.1| Thermoanaerobacter 
quence 3880766 3882287 Thermoanaerobacter 
naerobacterales; Thermoanaerobacteraceae; 
219846307|ref|NR_025897.1| Thermoanaerobacter 
artial sequence 3882338 3883860 


Clostridia; 
er. 
ref|NR_025890.1 
ence 389163 
Oceanospirillale 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


ref|NR_025819.1| Geobacillus tepidamans 
94 Geobacillus tepidamans Bacteria; 


ref|NR_025773.1| Halomonas koreensis 

78 Halomonas koreensis Bacteria; 
Halomonas. 

ref |NR_025689.1| Vagococcus carniphilus 
27 Vagococcus carniphilus Bacteria; 


ref|NR_025667.1 
08 Anoxybacillus 


Anoxybacillus gonensis 
gonensis Bacteria; 


ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


ref|NR_028675.1| Bacillus mucilaginosus 
63 Bacillus mucilaginosus Bacteria; 
ref|NR_027608.1| Desulfotomaculum 


66 1160688 Desulfotomaculum acetoxidans 
caceae; Desulfotomaculum. 
ref|NR_025592.1] Planococcus 

30 1635961 Planococcus maitriensis 


ref|NR_025705.1| Spiroplasma insolitum 
13 Spiroplasma insolitum Bacteria; 
iroplasma. 
ref |NR_029235.1| Dictyoglomus 

203662 205201 Dictyoglomus 
ae; Dictyoglomus. 
ref|NR_029205.1| Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Brevibacillus 
Brevibacillus 


ref|NR_029131.1 
ce 346943 348361 
Brevibacillus. 


ref|NR_028995.1| Deferribacter abyssi 
0 Deferribacter abyssi Bacteria; 
cter. 

ref|NR_028858.1| Saccharomonospora 
nce 739522 740995 


Actinobacteridae; Actinomycetales; 


ref|NR_028797.1| Selenomonas infelix 

9 828732 Selenomonas infelix Bacteria; 
as. 

ref |NR_026231.1| Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
naerobacterales Family III. Incertae 


219846460 


ref|NR_026051.1| Caldicellulosiruptor 


1304017 1305555 Caldicellulosiruptor owensensis OL 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellulosiruptor. 


Incertae 


446444 Bacteria_16S 1325280 1325234 1 47 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
Family III. Incertae Sedis; Caldicellulosiruptor. 

446444 Bacteria_16S 2397669 2397623 6 52 gi|219857462|ref|NR_025050.1| Anaerobranca 
gottschalkii strain LBS3 16S ribosomal RNA, partial sequence 2396386 2397818 Anaerobranca 
gottschalkii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIV. Incertae Sedis; 
Anaerobranca. 

446444 Bacteria_16S 2399195 2399149 1 47 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

446444 Bacteria_16S 2791097 2791051 1 47 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

446444 Bacteria_16S 3241651 3241585 6 72 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

446444 Bacteria_16S 3552399 3552333 6 72 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

446444 Bacteria_16S 4080551 4080465 1 86 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 4080748 Spiroplasma melliferum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446444 Bacteria_16S 4139623 41395371 86 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
446444 Bacteria_16S 4158261 4158175 1 86 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
446444 Bacteria_16S 52840 52791 1 50 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

446444 Bacteria_16S 81333 81284 1 50 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

446444 Bacteria_16S 101192 101143 1 50 gi| 265678996 |ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

446444 Bacteria_16S 102759 102710 1 50 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

446444 Bacteria_16S 225001 224948 4 57 gi|265678913|ref|NR_029221.1| Peptococcus niger 
strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Peptococcus. 

446444 Bacteria_16S 232471 232382 1 89 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

446444 Bacteria_16S 322037 321988 1 50 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

446444 Bacteria_16S 336069 336016 1 54 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
446444 Bacteria_16S 339200 339147 1 54 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
446444 Bacteria_16S 424226 424173 4 57 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

446444 Bacteria_16S 474930 474881 1 50 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

446444 Bacteria_16S 533006 532957 1 50 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

446444 Bacteria_16S 583202 583149 1 54 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 


strain LF13 16S ribosomal RNA, partial sequence 


Caldithrix. 


581868 583371 Caldithrix abyssi Bacteria; 


446444 Bacteria_16S 


picturae strain R 
Bacteria; Firmicu 


446444 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


446444 Bacteria_16S 


strain GraTa 2 16 
Fusobacteria; Fus 


446444 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


446444 Bacteria_16S 


silvestris strain 
silvestris Bacter 


446444 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


446444 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


446444 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


446444 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


446444 Bacteria_16S 


strain 4A 16S rib 
Proteobacteria; G 


446444 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


446444 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


446444 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


446444 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


446444 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


446444 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


446444 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


446444 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


446444 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


446444 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


607259 607210 1 50 gi 
-5321 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Oceanoba 
610331 610282 1 50 gi 
ain CMS 530r 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Planoco 
627087 626998 1 89 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
719381 719332 1 50 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
731637 731588 1 50 gi 
HR3-23 16S ribosomal RNA, partial seq 
ia; Firmicutes; Bacillales; Planococca 
799518 799469 1 50 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
831683 831634 1 50 gi 
rain 440 16S ribosomal RNA, partial se 
cteria; Firmicutes; Lactobacillales; E 
833235 833186 1 50 gi 
n 330 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Enterococcaceae; 
898208 898159 1 50 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
963230 963181 1 50 gi 
n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
967866 967785 1 81 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
997048 996999 1 50 gi 
ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; Granuli 
1035082 1035033 1 50 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1056386 1056337 1 50 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1297718 1297669 1 50 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1328342 1328293 1 50 gi 


train CCUG 34545 16S ribosomal RNA, pa 
osus Bacteria; Firmicutes; Lactobacill 
1420444 1420395 1 50 gi 


ribosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 
1505499 1505426 6 79 gi 
164-47 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Clostridia 
1514476 1514427 1 50 gi 
ribosomal RNA, partial sequence 

lales; Bacillaceae; Bacillus. 
1583947 1583898 1 50 gi 
Viridibacillus. 
50 gi 


lales; Planococcaceae; 


1585502 1585453 1 


Viridibacillus. 
50 gi 


lales; Planococcaceae; 
1587057 1587008 1 
osomal RNA, partial sequence 
laceae; Bacillus. 

1588616 1588567 1 


50 gi 


bacillales; Enterococcaceae; Enterococ 


625776 62729 


798207 79971 


896853 89837 


966531 96793 


995703 99724 


1296399 12978 


1419106 14206 


1513128 15146 


16S ribosomal RNA, partial sequence 1582619 15841 


16S ribosomal RNA, partial sequence 1584175 15856 


1585730 15872 


16S ribosomal RNA, partial sequence 1587284 15887 


265678647 
nce 60592 
cillus. 

265678645 
1 sequence 
ccaceae; P 
265678634 


cter. 
265678569 
ence 71801 
illus. 
265678561 
uence 
ceae; Soli 
265678513 


elotrichac 
265678492 
quence 

nterococca 
265678491 
nce 83188 
Enterococ 
265678446 


cus. 
265678403 

uence 

rococcacea 
265678400 


Halomonad 
265678380 


catella. 
265678355 
10337 
urinibacil 
265678340 
uence 
ae; Parali 
219857534 


219846129 
rtial sequ 
ales; Lact 
224581445 


219846440 
uence 

les; Eubac 
219878119 


219878489 


219878488 


219878487 


219878486 


cus. 


1638828 1638779 1 
omal RNA, partial sequence 
laceae; Bacillus. 


50 gi 


ref|NR_028952.1| Oceanobacillus 

0 607435 Oceanobacillus picturae 

ref|NR_028950.1| Planomicrobium 
609006 610485 Planomicrobium 

lanomicrobium. 

ref|NR_028939.1| Ilyobacter tartaricus 

0 Ilyobacter tartaricus Bacteria; 

ref |NR_028873.1| Virgibacillus 

9 719581 Virgibacillus marismortui 

ref|NR_028865.1| Solibacillus 
730321 731827 Solibacillus 

bacillus. 

ref|NR_028816.1| Turicibacter sanguinis 

4 Turicibacter sanguinis Bacteria; 

eae; Turicibacter. 

ref|NR_028795.1] Enterococcus 
830324 831835 Enterococcus 

ceae; Enterococcus. 

ref|NR_028794.1] Enterococcus 

6 833394 Enterococcus moraviensis 

cus. 

ref|NR_028748.1| Enterococcus avium 


6 Enterococcus avium Bacteria; 


ref|NR_028705.1] Enterococcus 
961894 963406 Enterococcus 
e; Enterococcus. 
ref|NR_028702.1| Halomonas campisalis 
0 Halomonas campisalis Bacteria; 
aceae; Halomonas. 
ref|NR_028682.1| Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


ref |NR_028657.1| Aneurinibacillus 

71 1035187 Aneurinibacillus danicus 

lus group; Aneurinibacillus. 

ref|NR_028642.1| Paraliobacillus 
1055053 1056552 Paraliobacillus 

obacillus. 

ref|NR_025122.1| Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Lactobacillus sakei 
5 1328388 Lactobacillus 
obacillaceae; Lactobacillus. 
ref|NR_027227.1| Bacillus infernus 
13 Bacillus infernus Bacteria; 


ref 
ence 


NR_025719.1 
132699 


ref|NR_026031.1 

1504208 150555 
teriaceae; Eubacterium. 
ref|NR_025258.1| Bacillus odysseyi 
43 Bacillus odysseyi Bacteria; 


Eubacterium saphenum 
0 Eubacterium saphenum 


Viridibacillus arenosi 
arenosi Bacteria; 


ref |NR_025628.1 
24 Viridibacillus 


Viridibacillus arvi 
arvi Bacteria; 


ref|NR_025627.1 
79 Viridibacillus 


Bacillus humi strain 
Bacteria; Firmicutes; 


ref |NR_025626.1 
33 Bacillus humi 


Enterococcus italicus 
italicus Bacteria; 


ref|NR_025625.1 
92 Enterococcus 


219878451 


1637503 1638932 Bacillus vireti Bacteria; 


Bacillus vireti strain 
Firmicutes; 


ref|NR_025590.1 


446444 Bacteria_16S 1652513 1652464 1 50 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

446444 Bacteria_16S 1661755 1661706 1 50 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

446444 Bacteria_16S 1686069 1686020 1 50 gi|219878418|ref|NR_025557.1| Bacillus aeolius 


strain 4-1 16S ribosomal RNA, partial sequence 


1684753 16861 


55 Bacillus aeolius Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

446444 Bacteria_16S 1690620 1690571 1 50 gi|219878414|ref|NR_025553.1| Planococcus 
rifietoensis strain M8 16S ribosomal RNA, partial sequence 1689286 1690816 Planococcus rifietoensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

446444 Bacteria_16S 1703051 1703002 1 50 gi|219878406|ref|NR_025545.1| Halobacillus 
karajensis strain MA-2 16S ribosomal RNA, partial sequence 1701702 1703230 Halobacillus karajensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

446444 Bacteria_16S 1748693 1748644 1 50 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 

446444 Bacteria_16S 1790910 1790861 1 50 gi|219878342|ref|NR_025481.1| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

446444 Bacteria_16S 1804681 1804632 1 50 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

446444 Bacteria_16S 1809308 1809259 1 50 gi|219878330|ref|NR_025469.1| Planococcus 
antarcticus strain CMS 26o0r 16S ribosomal RNA, partial sequence 1807983 1809461 Planococcus 
antarcticus Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

446444 Bacteria_16S 1824650 1824601 1 50 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

446444 Bacteria_16S 1844519 1844470 1 50 gi| 219878306 |ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

446444 Bacteria_16S 1857992 1857943 1 50 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

446444 Bacteria_16S 1891839 18917901 50 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 


strain DSM 11713 
Firmicutes; Bacil 


446444 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


446444 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


446444 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


446444 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


lales; Bacillaceae; Bacillus. 
1893360 18933111 50 gi 
train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
1909634 1909585 1 50 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1941626 1941577 1 50 gi 
lales; Bacillaceae; Bacillus. 
1943168 1943115 4 S7 gi 
Paenibacillus 
50 gi 


lales; Paenibacillaceae; 


1946335 1946286 1 
lales; Bacillaceae; Bacillus. 

1961499 1961450 1 50 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
2039131 2039082 1 50 gi 


lales; Bacillaceae; Virgibacillus. 
2095920 2095867 4 57 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2120274 2120225 1 50 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2186829 2186780 1 50 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 


gi 


gi 


16S ribosomal RNA, partial sequence 1890504 18919 


16S ribosomal RNA, partial sequence 1940300 19418 


219878233 


16S ribosomal RNA, partial sequence 1941853 19433 


219878231 


16S ribosomal RNA, partial sequence 1945009 19464 


219878221 

19601 

s. 
219878169 


16S ribosomal RNA, partial sequence 2037802 20393 


219878125 


2094597 20961 


219857655 


2118933 21204 


219857608 
nce 21855 
e; Carnoba 


2380980 2380927 1 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857473 


89 Bacillus psychrodurans Bacteria; 


219878269|ref|NR_025408.1| Bacillus 

tial sequence 1892040 1893527 Bacillus 
laceae; Bacillus. 

219878257 |ref|NR_025396.1]| Aerococcus 

al sequence 1908318 1909816 Aerococcus 
ococcaceae; Aerococcus. 
219878234|ref|NR_025373.1| Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


ref|NR_025372.1 
47 Paenibacillus 


ref|NR_025370.1| Bacillus fumarioli 
74 Bacillus fumarioli Bacteria; 


ref|NR_025360.1 
67 1961603 Vagoco 


Vagococcus fessus 
ccus fessus Bacteria; 


ref|NR_025308.1 
07 Virgibacillus 


Virgibacillus proomii 
proomii Bacteria; 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 


Halobacillus salinus 
salinus Bacteria; 


ref|NR_025244.1 
54 Halobacillus 


ref|NR_025197.1| Carnobacterium 

17 2186981 Carnobacterium viridans 
cterium. 

ref|NR_025061.1| Mycoplasma caviae 


2379691 2381146 Mycoplasma caviae Bacteria; 


446444 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


2382522 2382473 1 50 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2444916 2444867 1 50 


gi| 219857472 
2381197 23827 


gi|219857423 


koreense strain JGO7 16S ribosomal RNA, partial sequence 24435 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
446444 Bacteria_16S 2590134 2590085 1 50 gi| 219857275 


strain ATCC 43186 
Firmicutes; Lacto 


446444 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


446444 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


446444 Bacteria_16S 
S23F2 16S ribosomal RNA, partial sequ 
Planomi 


mcmeekinii strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


halotolerans stra 
Bacteria; Firmicu 


446444 Bacteria_16S 
train MAE2 16S ribosomal RNA, partial 
Plano 


alkanoclasticum s 
alkanoclasticum B 


446444 Bacteria_16S 


strain BS5-8 16S 


Proteobacteria; B 


446444 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


446444 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


446444 Bacteria_16S 


Firmicutes; Bacil 


446444 Bacteria_16S 


bacillales; Enterococcaceae; 
2591713 2591664 1 50 
bacillales; Enterococcaceae; 
2593287 2593238 1 50 
bacillales; Enterococcaceae; 
2622521 2622472 1 50 
tes; Bacillales; Planococcaceae; 
2628671 2628622 1 50 

tes; Bacillales; Bacillaceae; 

2634687 2634638 1 50 


acteria; Firmicutes; Bacillales; 
2650040 2649999 1 42 
ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 
Enterococ 


16S ribosomal RNA, partial sequence 
Enterococ 


16S ribosomal RNA, partial sequence 
Enterococ 


in NN 16S ribosomal RNA, partial seque 
Gracilib 


25888 
cus. 
219857274 
25903 


gi 


cus. 
219857273 
25919 


gi 


cus. 
219857251 
ence 26212 
crobium. 
219857246 
nce 26273 
acillus. 

219857236 
sequence 

coccaceae; 
gi|]219857225 
2648722 26501 


gi 


gi 


gi 


ref|NR_025060.1| Bacillus jeotgali 
01 Bacillus jeotgali Bacteria; 
ref|NR_025011.1| Planomicrobium 


92 2445097 Planomicrobium koreense 


ref|NR_024906.1| Enterococcus mundtii 
00 2590328 Enterococcus mundtii Bacteria; 


ref|NR_024905.1] Enterococcus cecorum 

79 2591887 Enterococcus cecorum Bacteria; 

ref|NR_024904.1| Enterococcus dispar 

38 2593451 Enterococcus dispar Bacteria; 

ref|NR_024881.1| Planomicrobium 

00 2622680 Planomicrobium mcmeekinii 

ref|NR_024876.1| Gracilibacillus 

22 2628862 Gracilibacillus halotolerans 

ref|NR_024864.1| Planomicrobium 
2633347 2634791 Planomicrobium 

Planomicrobium. 

ref|NR_024853.1| Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

2681579 2681530 1 50 gi|219857202|ref|NR_024830.1| Alkalibacterium 

train IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
acteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

2699380 2699331 1 50 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 

2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
laceae; Bacillus. 

2873395 2873346 1 50 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 

lales; Bacillaceae; Bacillus. 

2878140 2878091 1 50 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

2881272 2881223 1 50 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 


446444 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


446444 Bacteria_16S 
1789-79 16S ribosomal RNA, partial se 
Enter 


raffinosus strain 
raffinosus Bacter 


446444 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain ml1134/97/1 
Firmicutes; Lacto 


446444 Bacteria_16S 
ain M1975/96/1 16S ribosomal RNA, part 


balaenopterae str 
balaenopterae Bac 


446444 Bacteria_16S 
n RAOx-FS 16S ribosomal RNA, partial s 
Paenibaci 


oxalivorans strai 
oxalivorans Bacte 


446444 Bacteria_16S 
RAOx1 16S ribosomal RNA, partial sequ 
Paenibacillaceae; Ane 


oxalaticus strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


ATCC19120 16S rib 
Bacillales; Liste 


446444 Bacteria_16S 
DSM 20408 16S ribosomal RNA, partial 
Bacillacea 


halophilus strain 
halophilus Bacter 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3001199 3001150 1 50 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
3025362 3025313 1 50 


Firmicutes; Lactobacillales; 
3049767 3049718 1 50 


ia; 


tes; 
3070837 3070788 1 50 
bacillales; Enterococcaceae; 
3090462 3090413 1 50 
teria; Firmicutes; Lactobacillales; 
3121960 31219111 50 


Firmicutes; Bacillales; 
3123507 3123458 1 


ria; 
50 
tes; Bacillales; 
3246307 3246258 1 
osomal RNA, partial sequence 
riaceae; Listeria. 

3361717 3361668 1 


50 


50 


ia; Firmicutes; Bacillales; 


446444 Bacteria_16S 


3363283 33632341 50 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


16S ribosomal RNA, partial sequence 
Vagococcu 


2879945 28814 


gi| 219846923 
2999867 30013 


219846907 
quence 
ococcaceae 
219846889 
30484 
remococcus 
219846875 
30695 


gi 


gi 


E 
gi 


s. 
219846862 
ial sequen 
rnobacteri 
219846841 
equence 
llaceae; 
219846840 
ence 31221 
urinibacil 
gi| 219846757 
3244997 32464 


gi 


Ca 
gi 


gi 


219846676 
sequence 

e; Marinoc 
219846675 


gi 


gi 


Aneur 


48 Bacillus carboniphilus Bacteria; 


ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


ref|NR_026499.1] Enterococcus 
3024035 3025459 Enterococcus 
; Enterococcus. 
ref|NR_026481.1| Eremococcus coleocola 


54 3049838 Eremoc 
ref |NR_026467.1 
11 3070973 Vagoco 


occus coleocola 


Vagococcus lutrae 
ccus lutrae Bacteria; 


ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026433.1 
120644 312214 
inibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammoniphilus. 

ref|NR_026349.1| Listeria grayi strain 
22 Listeria grayi Bacteria; Firmicutes; 


Granulicatella 

3 Granulicatella 
tella. 

Ammoniphilus 

0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 


Ww 


ref|NR_026268.1| Marinococcus 
3360383 3361902 Marinococcus 

occus. 

ref|NR_026267.1| Salimicrobium album 


strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Salimicrobium. 


446444 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


446444 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


446444 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


446444 Bacteria_16S 


sporothermodurans 
sporothermodurans 


446444 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


446444 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


446444 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


446444 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


446444 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


446444 Bacteria_16S 


R-7190 16S riboso: 
Bacillales; Bacil 


446444 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


stackebrandtii st 
stackebrandtii Ba 


446444 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


446444 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


446444 Bacteria_16S 


epidermidis strai 
Bacteria; Actinob 
Brevibacterium. 


446444 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


446444 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


446444 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


446444 Bacteria_16S 


sulfurreducens st 
sulfurreducens Ba 
Geobacter. 


446444 Bacteria_16S 


strain YIM 70081 
Actinobacteria; A 


3536910 3536861 1 50 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3546276 3546227 1 50 
somal RNA, complete sequence 
laceae; Bacillus. 

3610314 3610265 1 


gi 


gi 


50 gi 


lales; Planococcaceae; Planococcus. 
3723814 3723765 1 50 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3799956 3799903 1 54 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3812109 3812060 1 50 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3897663 3897614 1 50 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
3931175 39311261 50 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3932717 3932668 1 50 gi 
IFU 12706 16S ribosomal RNA, complete 
Firmicutes; Lactobacillales; Carnoba 
3960619 3960570 1 50 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 

4041307 4041258 1 

mal RNA, partial sequence 


1 
a's). 


e; 


ce 
T 


1 
ca 


se 
ct 


’ 


50 gi 


219846552 
3535585 35370 


219846546 
3544949 35464 


219846499 
16S ribosomal RNA, partial sequence 3608971 36104 


lales; Planococcaceae; Planococcus. 
3611796 3611747 1 50 gi| 219846498 
16S ribosomal RNA, partial sequence 36104 


219846419 
sequence 


laceae; 


219846363 
3798661 38001 


219846355 


38107 


38963 


ceae; Pl 


219846272 


quence 


219846196 
4039998 4041459 Ba 


cil 


laceae; Bacillus. 

4042765 4042716 1 50 gi|219846195 
ribosomal RNA, partial sequence 4041510 40429 
lales; Bacillaceae; Bacillus. 

4044297 4044248 1 50 gi|219846191 
rain K22-03 16S ribosomal RNA, partial sequence 
cteria; Firmicutes; Bacillales; Planococcaceae; 

4133485 4133436 1 50 gi|219846125 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 


osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
217354 217306 1 49 gi 
ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
218933 218885 1 49 gi 
n Mu 290 16S ribosomal RNA, complete s 
ria; Planctomycetes; Planctomycetacia; 


mi 


ne 


eq 
P 


281090 281034 1 57 gi 
rain PCA 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Deltaproteobac 


qu 
te 


359975 359919 1 57 gi 


ctinobacteridae; Actinomycetales; Micr 


446444 Bacteria_16S 


361521 361465 1 57 gi 


4132144 41336 


110271 110215 1 57 gi| 265678989 
RNA, partial sequence 108968 110448 Kocur 
Actinomycetales; Micrococcineae; Micrococcaceae; 

163619 163563 1 57 gi| 265678954 
n P159 16S ribosomal RNA, partial sequence 16233 
acteria; Actinobacteridae; Actinomycetales; Micr 

201894 201850 6 50 gi| 265678929 


200572 20203 


ly XI. I 


265678918 
216053 21755 


tomyceta 


265678917 


uence 
lanctomy 


265678873 


ence 


ria; Des 


265678815 
16S ribosomal RNA, partial sequence 358665 36015 
ococcineae 


Carnoba 
219846297 


etrageno 
219846274 
sequence 


eriaceae 
219846252 
3959295 39607 


ref|NR_026144.1| Bacillus halmapalus 
88 Bacillus halmapalus Bacteria; 


ref|NR_026138.1| Bacillus cohnii strain 
54 Bacillus cohnii Bacteria; Firmicutes; 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


ref|NR_026090.1| Planococcus citreus 
51 3611882 Planococcus citreus Bacteria; 
ref|NR_026010.1| Bacillus 

3722493 3723989 Bacillus 
Bacillus. 
ref|NR_025954.1| Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


ref|NR_025946.1| Carnobacterium 

56 3812276 Carnobacterium funditum 

cterium. 

ref|NR_025887.1| Tetragenococcus 

31 3897842 Tetragenococcus muriaticus 

coccus. 

ref|NR_025864.1| Planomicrobium 
3929851 3931322 Planomicrobium 

anomicrobium. 

ref|NR_025862.1| Granulicatella 
3931373 3932778 Granulicatella 

; Granulicatella. 

ref|NR_025842.1| Bacillus firmus strain 


77 Bacillus firmus Bacteria; Firmicutes; 


ref|NR_025786.1| Bacillus fordii strain 
lus fordii Bacteria; Firmicutes; 
ref|NR_025785.1| Bacillus farraginis 
25 Bacillus farraginis Bacteria; 
ref|NR_025781.1] Planococcus 

4042976 4044439 Planococcus 
Planococcus. 
ref|NR_025715.1| Halobacillus locisalis 


65 Halobacillus locisalis Bacteria; 


ref|NR_029297.1| Kocuria varians strain 
ia varians Bacteria; Actinobacteria; 

; Kocuria. 

ref|NR_029262.1| Brevibacterium 

4 163815 Brevibacterium epidermidis 
ococcineae; Brevibacteriaceae; 

ref |NR_029237.1| Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 


265678814 


sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Nesterenkonia. 


ncertae Sedis; Helcococcus. 
ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 
ref|NR_029225.1] Planctomyces 

217606 219133 Planctomyces 
cetales; Planctomycetaceae; 
ref|NR_029179.1] Geobacter 

279814 281221 Geobacter 
ulfuromonadales; Geobacteraceae; 
ref|NR_029120.1| Nesterenkonia lutea 
4 Nesterenkonia lutea Bacteria; 
; Micrococcaceae; Nesterenkonia. 
ref|NR_029119.1| Nesterenkonia 


360205 361665 Nesterenkonia 


446444 Bacteria_16S 


421108 421052 1 


57 gi 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 


antiquum Bacteria; 
Brevibacterium. 
446444 Bacteria_16S 


xinjiangensis strain YIM70097 16S ribosomal RNA, partia 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


427354 427298 1 


Micrococcaceae; Nesterenkonia. 


446444 Bacteria_16S 


halotolerans strain YIM70084 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae 


Nesterenkonia. 
446444 Bacteria_16S 


430441 430385 1 


642398 642342 1 


Actinobacteria; Actinobacteridae; Actinomyceta 


57 gi 


57 


gi 


57 gi 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial 


lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Nesterenkonia. 


446444 Bacteria_16S 
strain M343/98/2 


446444 Bacteria_16S 


siderophilus strain SR4 16S ribosomal RNA, partial sequence 90455 
Thermoanaerobacter 


siderophilus Bacteria; 
Thermoanaerobacter. 
446444 Bacteria_16S 
strain 2 16S ribo 
Proteobacteria; 
446444 Bacteria_16S 


pseudoflava strain GA3 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 


446444 Bacteria_16S 


taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; 


Hydrogenophaga. 
446444 Bacteria_16S 


desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 
desulfuricans Bacteria; 


446444 Bacteria_16S 
dehalogenans 2CP- 
2CP-1 Bacteria; 
Anaeromyxobacter. 
446444 Bacteria_16S 
sanguinis strain 


Brevibacterium. 
446444 Bacteria_16S 


stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 
stercorihominis DSM 17244 Bacteria; 


446444 Bacteria_16S 
strain Althfl 16S 
Proteobacteria; 
446444 Bacteria_16S 
sarecensis strain 
Bacteria; 
446444 Bacteria_16S 


strain TMO 16S ribosomal RNA, partial sequence 
Thermotogaceae; 


Thermotogae; 
446444 Bacteria_16S 
strain s840-96-2 
Firmicutes; 
446444 Bacteria_16S 
profundus strain 
Bacteria; 
446444 Bacteria_16S 


strain SW32 16S ribosomal RNA, partial sequence 


Proteobacteria; 
446444 Bacteria_16S 
strain JCM3369 16 


Actinomadura. 
446444 Bacteria_16S 


1 168 r 
Proteobacteria; 


CF63 16 
Bacteria; Actinobacteria; 


Thermotogales; 


674144 674084 11 


905950 905894 1 
Firmicutes; 


944609 944553 1 


946172 946116 1 


947736 947680 1 


1059468 1059420 1 


Deferribacteres; Deferribacterales; Defer 
1121206 1121126 1 80 gi| 228716127 
ibosomal RNA, partial sequence 11198 


1133273 11332171 


1183253 1183209 6 


1213513 1213457 1 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


1276671 1276615 1 


1394882 1394834 1 


1418939 1418895 6 


Clostridiales; 
1437452 1437396 1 


Deinococci; 
1484474 1484418 1 


1528114 1528058 1 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1604082 1604026 1 


Clostridia; 


Firmicutes; 


gl gi 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


57 gi 


57 gi 


somal RNA, partial sequence 943283 944795 Hydro 
Betaproteobacteria; Burkholderiales; Comamonadace 


57 gi 


57 gi 


49 gi 


Deltaproteobacteria; Myxococcales 


57 gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


50 gi 


57 gi 


5 gi 


LV4 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


49 gi 


Thermotoga. 
50 gi 


16S ribosomal RNA, partial sequence 1417633 14190 
Clostridia; 


506 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


Gammaproteobacteria; Oceanospirillales; 


Clostridia; 


1212209 12136 


1393543 13950 


Actino: 


265678600 


265678441 


265678416 


265678415 

94484 
Co: 
265678414 
Burk 


265678338 


253680768 
11319 
Micr 


228717350 


Clost 
224581437 


Halomonad 
219846179 
12753 


228715897 


224581446 


mycetales; Micro 


ref|NR_028905.1 
; Actinomycetace 
ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


ref |NR_028718.1 
genophaga flava 
ae; Hydrogenopha 
ref|NR_028717.1 
6 946358 Hydrog 
mamonadaceae; Hy 
ref|NR_028716.1 

946409 947922 
holderiales; 


ref |NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref|NR_027547.1 
56 1121404 Anaero 
; Cystobacterine 


ref |NR_028016.1 
55 1133449 Brevib 
ococcineae; Brev 
ref|NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027219.1 


R 


aceae; Halomonas 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_027542.1 


ref |NR_027228.1 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 


Brevibacterium. 


265678774|ref|NR_029079.1| Brevibacterium 
sequence 419777 421277 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 

265678770|ref|NR_029075.1| Nesterenkonia 

1 sequence 426041 427535 Nesterenkonia 
e; Actinomycetales; Micrococcineae; 

265678768 |ref|NR_029073.1| Nesterenkonia 
sequence 429128 430610 Nesterenkonia 

; Actinomycetales; Micrococcineae; Micrococcaceae; 
265678623|ref|NR_028928.1| Nesterenkonia 
sequence 641107 642573 Nesterenkonia 


coccineae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Thermoanaerobacter 

anaerobacter 

robacteraceae; 


Hydrogenophaga flava 
Bacteria; 
ga. 

Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 


Comamonadaceae; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


Anaerofustis 

4 Anaerofustis 
eriaceae; Anaerofustis. 
Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Chromohalobacter 
halobacter sarecensis 
Chromohalobacter. 
Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


1602772 160426 


Clostridiales Family XI. Incertae Sedis; Helcococcus. 
57 gi|224581430|ref|NR_027212.1| Oceanithermus 
1436136 1437633 Oceanithermus profundus 
Thermales; Thermaceae; Oceanithermus. 
57 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
1483159 1484653 Kushneria marisflavi Bacteria; 
Halomonadaceae; Kushneria. 
57 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
1526835 1528288 Actinomadura yumaensis Bacteria; 
Streptosporangineae; Thermomonosporaceae; 
57 gi|219878475|ref|NR_025614.1| Brevibacterium 


4 Brevibacterium 


446444 Bacteria_16S 1614576 1614532 6 50 gi| 219878467 |ref|NR_025606.1| Helcococcus sueciensis 
strain CCUG 47334 16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
446444 Bacteria_16S 1865687 1865631 1 57 gi|219878291|ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

446444 Bacteria_16S 1874847 1874791 1 57 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

446444 Bacteria_16S 1937101 1937045 1 57 gi| 219878237 |ref|NR_025376.1| Comamonas 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
446444 Bacteria_16S 1944766 1944710 1 57 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

446444 Bacteria_16S 2012222 20121741 49 gi| 219878188 |ref|NR_025327.1| Planctomyces maris 


strain 534-30 16S 
Planctomycetes; P 


446444 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; 


strain KF46F 16S 


Proteobacteria; B 


446444 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


446444 Bacteria_16S 


denitrificans str 
denitrificans Bac 


446444 Bacteria_16S 


palleronii strain 
palleronii Bacter 


446444 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


446444 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


446444 Bacteria_16S 


sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 


446444 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


446444 Bacteria_16S 


strain DSM 2062 1 
Actinobacteria; A 


446444 Bacteria_16S 


strain DSM 20541 
Actinobacteria; A 


446444 Bacteria_16S 


strain DSM 20425 


G 
446444 Bacteria_16S 


ribosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
2030078 2029986 1 92 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
2305290 2305234 1 57 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2340017 2339961 1 57 gi 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2353613 2353557 1 57 gi 
ain 123 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Betaproteobacte 
2544039 2543983 1 57 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2645486 2645430 1 57 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
2704010 2703954 1 57 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 

3084498 3084442 1 57 gi 
ain L-64 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
ts 


ne 


ma 


ma. 


qu 
di 


ue 
ri 


s 


v 


e 
ri 


ue 
Th 


qu 
na 


3220463 3220415 1 49 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3247761 3247705 1 57 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3394970 3394914 1 57 gi 


Ss; 
1 


ia 


ctinobacteridae; Actinomycetales; Micr 
3458034 3457978 1 57 gi 


oc 


ctinobacteridae; Actinomycetales; Microc 


3503395 3503339 1 sa gi 


2010901 20124 


219878176 
2028754 20301 


219857526 


2303983 23054 


219857502 


219857492 


219857348 


219857228 


219857186 


219846866 


219846774 
219846756 
219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 


219846574 
16S ribosomal RNA, partial sequence 3502100 35035 


; Planctomyc 
NR_025315.1 


tomycetaceae 


ref 


omatium. 
NR_025114.1 


Chr 
ref 


tiaceae; 


monadaceae; Xenophilus. 
ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 
ref|NR_025080.1 
2352316 235375 
olderiales; Coma 
ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref|NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy 
ref|NR_024814.1 
7 
rmaceae; Oce 
NR_026458.1 
3083185 308466 
rales; Thermoana 


ence 
ales; He 
nce 
a; Burkh 
equence 
Burkhold 


26441 
ales; Co 


nce 
ermales; 


ence 
erobacte 


ref|NR_026366.1 
55 3220600 Coprot 
esulfobiaceae; C 
ref |NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026241.1 


32191 
Thermod 


sequence 
les; Pep 


; Brevibacteriac 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026166.1 


occineae 


occineae 


04 Planctomyces maris Bacteria; 


es. 
Chromatium okenii 


44 Chromatium okenii Bacteria; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Hydrogenophaga 
5 Hydrogenophaga 
adaceae; Hydrogenophaga. 
Hydrogenophaga 
enophaga intermedia 
drogenophaga. 
Oceanithermus 
1 Oceanithermus 
anithermus. 
Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Coprothermobacter 
hermobacter platensis 
oprothermobacter. 
Desulfotomaculum 

8 Desulfotomaculum 
ulfotomaculum. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Brevibacterium linens 


’ 


72 Brevibacterium linens Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
446444 Bacteria_16S 3678643 3678595 1 49 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

446444 Bacteria_16S 3772793 3772737 1 57 gi|219846383|ref|NR_025974.1| Geobacter 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 3772890 Geobacter 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

446444 Bacteria_16S 3777363 3777307 1 57 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 


3775978 3777536 Thermodesulforhabdus norvegica 
Syntrophobacterales; Syntrophobacteraceae; 


norvegica strain A8444 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; 
Thermodesulforhabdus. 


446444 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


446444 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


446444 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


446444 Bacteria_16S 


denitrificans str 
denitrificans Bac 


446444 Bacteria_16S 
permense strain V. 


permense Bacteria 
Brevibacterium. 


446444 Bacteria_16S 


strain KMM 3637 1 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


446444 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


446444 Bacteria_16S 


strain 961*00022/ 
Actinobacteria; C 


446444 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


446444 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain S5b2 16S r 
Proteobacteria; B 


446444 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


446444 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


446444 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


446444 Bacteria_16S 


ferrugineus strai 
ferrugineus Bacte 
Cystobacteraceae; 


446444 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


446444 Bacteria_16S 


strain YH-15 16S 
Firmicutes; Lacto 


446444 Bacteria_16S 
strain DSM 10022 16S ribosomal RNA, partial sequence 3229651 32311 


Firmicutes; Clost 


446444 Bacteria_16S 
strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 


Fusobacteria; Fus 


446444 Bacteria_16S 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 35386 


Firmicutes; Bacil 


446444 Bacteria_16S 


3778914 3778866 1 49 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; 
3862115 3862059 1 

1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
3886776 3886720 1 57 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


gi 


Thermotoga. 
57 gi 


3972490 3972434 1 57 gi 
ain AS-P1l 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
4113718 4113662 1 57 gi 
KM Ac-2280 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


, 


4121272 41212161 57 gi 


4190374 4190318 1 57 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 


25577 25530 4 51 gi 
rain R2 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Clostridia; Clostr 
34724 34673 6 57 gi 
98 16S ribosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
411874 411825 1 50 gi 


GDA154 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
540657 540610 4 51 gi 


BI 114 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
1003173 1003102 1 71 gi 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1209005 1208954 6 57 gi 
osomal RNA, partial sequence 
acteria; Coriobacteridae; Coriobacteri 


1753225 1753178 3 50 


gi 
lales; Bacillaceae; Bacillus. 

1766879 1766808 1 71 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1987530 1987435 1 95 gi 
n Cb fel8 16S ribosomal RNA, complete 
ria; Proteobacteria; Deltaproteobacter 
Cystobacter. 


2506802 2506731 1 71 


gi 
ammaproteobacteria; Chromatiales; Ecto 
3165775 3165728 3 50 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

3230949 3230898 6 57 


Lactobac 
gi 


Clostridiales Fa 
71 gi 


ridia; Clostridiales; 
3392001 3391930 1 


obacteriales; Fusobacteriaceae; Propio 
3538456 3538417 11 50 gi 


lales; Bacillaceae; Bacillus. 
4072857 4072806 6 57 


3777587 37790 


3860745 3862279 Lacto 


6S ribosomal RNA, partial sequence 4119951 41214 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
446444 Bacteria_16S 


1001834 10033 


1207714 12091 


16S ribosomal RNA, partial sequence 1751903 17534 


16S ribosomal RNA, partial sequence 2505486 25069 


3164429 31659 


219846378 


219846321 


219846305 
sequence 
cteria; De 


219846244 
equence 
ria; Burkh 
219846142 
sequence 
tinomyceta 


219846137 


ococcineae 
219846083 
1 sequence 
bacteria; 


265679047 
uence 
idiales; C 
265679041 
33436 
obacterine 
265678780 
uence 
bacillacea 
265678692 
ence 53938 
coccaceae; 
265678376 


ocyclaceae 
228715352 


ales; Cori 


219878372 


219878360 
ence 17655 
ales; Ecto 
219878204 
sequence 

ia; Myxoco 


219857373 


thiorhodos 
219846812 


illus. 
219846767 


mily XI. I 
219846651 


nigenium. 
219846551 


219846171 


gi 


obacterineae; Co 


ref|NR_025511.1 


ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref |NR_025343.1 

1986193 198770 
ccales; Cystobac 
ref|NR_024961.1 
piraceae; Alkali 
ref|NR_026404.1 
45 Lactobacillus 


ref |NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026243.1 


ref|NR_026143.1 


ref|NR_025761.1 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 


ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 
ref|NR_025911.1| Lactobacillus reuteri 
bacillus reuteri Bacteria; Firmicutes; 
ref|NR_025895.1] Geobacter 

3885428 3886973 Geobacter 
sulfuromonadales; Geobacteraceae; 
ref|NR_025834.1] Brachymonas 

3971185 3972636 Brachymonas 
olderiales; Comamonadaceae; Brachymonas. 
ref|NR_025732.1| Brevibacterium 

4112427 4113885 Brevibacterium 
les; Micrococcineae; Brevibacteriaceae; 
ref|NR_025727.1| Brevibacterium celere 
73 Brevibacterium celere Bacteria; 
; Brevibacteriaceae; Brevibacterium. 
ref|NR_025673.1] Schlegelella 

4189049 4190565 Schlegelella 
Burkholderiales; Comamonadaceae; 
ref |NR_029355.1| Clostridium 

24277 25711 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029349.1| Atopobium vaginae 

34786 Atopobium vaginae Bacteria; 
ae; Coriobacteriaceae; Atopobium. 
ref|NR_029085.1| Lactobacillus 

410506 412073 Lactobacillus 
e; Lactobacillus. 
ref|NR_028997.1| Subdoligranulum 
4 540811 Subdoligranulum variabile 
Subdoligranulum. 
ref|NR_028678.1| Azovibrio restrictus 
01 Azovibrio restrictus Bacteria; 
; Azovibrio. 
ref|NR_027524.1| Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Cystobacter 

9 Cystobacter 
terineae; 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Propionigenium maris 


40 Propionigenium maris Bacteria; 


Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


4071551 407304 


Soehngenia 
4 Soehngenia 
Incertae Sedis; 


446444 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


446444 Bacteria_16S 


strain S-5623 16S 
Firmicutes; 


strain V2-BIII-A2 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


446444 Bacteria_16S 
1139 16S ribosoma 


Bacillales; Bacil 


446444 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


446444 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


446444 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


446444 Bacteria_16S 


decolorationis st 
decolorationis Ba 


446444 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


446444 Bacteria_16S 


micronuciformis s 
micronuciformis B 


446444 Bacteria_16S 


fermentum strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


fructosus strain 
fructosus Bacteri 


446444 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


446444 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


446444 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


446444 Bacteria_16S 


tapeticola strain 
tapeticola Bacter 


446444 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


Lacto 
446444 Bacteria_16S 


4164422 4164329 3 95 gi 
icutes; Entomoplasmatales; 
473390 473340 1 51 


ribosomal RNA, partial sequence 


gi 


Bacillus. 
3 53 


lales; Bacillaceae; 
982942 982892 
S ribosomal RNA, 
icutes; Entomoplasmatales; 
1087874 1087828 4 


gi 


50 gi 


Weissella. 

1329783 1329737 1 47 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1525092 1525046 1 47 gi 
16S ribosomal RNA, partial sequence 


ne 


S ribosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 

2141387 2141337 1 51 gi| 219857641 |ref|NR_025230.1 
train AIP 412.00 16S ribosomal RNA, partial sequence 214009 
acteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 

2191433 2191384 1 50 gi| 219857605 |ref|NR_025193.1 
Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphib 
tes; Bacillales; Bacillaceae; Amphibacillus. 

2250508 2250458 1 51 gi|219857566|ref|NR_025154.1 
DSM 20349 16S ribosomal RNA, partial sequence 2249193 225066 
a; Firmicutes; Lactobacillales; Fructobacillus. 

2252033 2251983 1 51 gi|219857565|ref|NR_025153.1 
FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructo 
tes; Lactobacillales; Fructobacillus. 

2726591 2726545 4 50 gi|219857170|ref|NR_024798.1 
ribosomal RNA, partial sequence 2725265 27267 
lales; Bacillaceae; Bacillus. 

2769843 2769797 4 50 gi|219857138|ref|NR_024766.1 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2874980 2874934 4 50 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2984425 2984379 4 50 gi 
bosomal RNA, partial sequence 


s 
ba 


446444 Bacteria_16S 


219846105 
6S ribosomal RNA, partial sequence 4163118 41646 
Entomoplasmataceae; M 
265678736 
472041 47353 


bacillales; Weissella. 
586182 586136 4 50 gi|265678662|ref|NR_028967.1 
16S ribosomal RNA, partial sequence 584888 586308 Bacill 


265678389 
complete sequence 981620 98314 
Entomoplasmataceae; 
265678318 


1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 
laceae; Bacillus. 
1282562 1282512 3 53 gi| 219846087 |ref|NR_025677.1 
ribosomal RNA, partial sequence 1281261 12827 
icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
1288809 1288759 1 51 gi| 219846052 |ref|NR_025642.1 
1287447 1289004 Weissella soli Bacter 


219846090 


13284 
llaceae; 


219857527 


15237 


tes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

1631208 1631162 4 50 gi| 219878456 |ref|NR_025595.1 
16S ribosomal RNA, partial sequence 1629885 16313 
lales; Bacillaceae; Bacillus. 

1689045 1688999 4 50 gi| 219878415 |ref|NR_025554.1 
bosomal RNA, partial sequence 1687712 16892 
lales; Bacillaceae; Bacillus. 

1803111 1803065 4 50 gi|219878334|ref|NR_025473.1 
rain LMG 19507 16S ribosomal RNA, partial sequence 1801788 180329 
cteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

1842953 1842907 4 50 gi| 219878307 |ref|NR_025446.1 


1841624 18431 


2768556 27700 


219856875 


equence 
cillus. 


219846934 
2983106 29845 


lales; Bacillaceae; Bacillus. 

3008767 3008719 1 49 gi|219846918|ref|NR_026510.1 
CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 300750 
ia; Cyanobacteria; Oscillatoriales; Halospirulina. 

3535340 3535294 4 50 gi|219846553|ref|NR_026145.1 
DSM 8725 16S ribosomal RNA, partial sequence 3534017 353553 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

3540034 3539988 4 50 gi|219846550|ref|NR_026142.1 


E 


ref|NR_025695.1 


lasma. 
NR_029041.1 


esop 
ref 


ref|NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_028620.1 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 

ref|NR_025115.1 
42 1525238 Seleno 


ref|NR_024694.1 
2873633 287517 


ref |NR_026526.1 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Bacillus barbaricus 
us barbaricus Bacteria; 


Entomoplasma freundtii 


freundtii Bacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Entomoplasma somnilux 


49 Entomoplasma somnilux Bacteria; 


Weissella soli strain 
ia; Firmicutes; 


Dialister invisus DSM 
ter invisus DSM 15470 


Selenomonas sputigena 
monas sputigena 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Bacillus 
0 Bacillus 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Amphibacillus 
acillus fermentum 


Fructobacillus 
7 Fructobacillus 


Fructobacillus 
bacillus ficulneus 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Halospirulina 
4 3008891 Halospirulina 


Bacillus 
4 Bacillus 


Bacillus agaradhaerens 


strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


446444 Bacteria_16S 


strain DSM 8720 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 


446444 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


446444 Bacteria_16S 


acinonychis strai 
acinonychis Bacte 
Helicobacter. 


ria; 


446444 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


JMM-4 16S ribosomal RNA, partial sequence 
laceae; 


Bacillales; Bacil 


446444 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


446444 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


446444 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


446444 Bacteria_16S 


strain KB740 16S 
Proteobacteria; B 


446444 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


446444 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


446444 Bacteria_16S 


polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, p 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
rales; Thermoanaerobacterales Family III. 


Thermoanaerobacte 


446444 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


446444 Bacteria_16S 


strain CDC F5101 


446444 Bacteria_16S 


strain F 628 16S 


446444 Bacteria_16S 


strain KS 0043 16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


446444 Bacteria_16S 


strain H168 16S ribosomal RNA, 


lales; 


6S ribosomal RNA, 
lales; 


n Eaton 90-119-3 16S 


lales; 


acteria; 


Bacteria; 


16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


3541606 3541560 4 


Bacillaceae; 
3543161 3543115 4 


Bacillaceae; 
3544717 3544671 4 


Bacillaceae; 
3821318 3821272 1 


Proteobacteria; 
4103109 4103063 4 


Bacillaceae; 
4222219 4222173 4 


Anaerobacillus. 
57383 57342 L 


58883 58842 1 


79833 79792 1 


Proteobacteria; 


157619 157578 1 


206574 206541 1 


Proteobacteria; 
249601 249560 1 


270463 270422 6 


282557 282504 19 


Clostridiales; 


288625 288576 1 


290153 290112 1 


297916 297860 1 


308524 308483 1 


323637 323584 1 
complete s 


50 


50 


50 


47 


50 


ribosomal RNA, partial sequence 
Bacillus. 


50 


4220889 4222400 Bacillus 


42 


2611 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromatiales; 


42 


2711 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 


42 


42 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 


34 


ain N480/82 16S ribosomal RNA, partial 


teria; Betaproteobacteria; 


42 


strain Sgly2 16S ribosomal RNA, parti 
Proteobacteria; 


gi|219846549 


gi|219846548 
gi|219846547 


gi| 219846349 


ribosomal RNA, partial sequence 
Epsilonproteobacteria; 


gi|219846151 


ref|NR_026141.1| Bacillus clarkii 


complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Bacillus. 


ref|NR_026140.1| Bacillus clausii 


6S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 
Bacillus. 


ref|NR_026139.1| Bacillus pseudofirmus 


complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 
Bacillus. 


ref|NR_025940.1| Helicobacter 


3820008 3821492 Helicobacter 


Campylobacterales; Helicobacteraceae; 


ref|NR_025741.1| Bacillus patagoniensis 


4101786 4103187 Bacillus patagoniensis Bacteria; 


gi|219846060 


gi| 265679026 


56079 
Chromatiaceae; 


NR_025650.1| Bacillus macyae strain 
macyae Bacteria; Firmicutes; 


NR_029334.1| Thiocystis gelatinosa 
57529 Thiocystis gelatinosa 
Thiocystis. 


gi|265679025|ref|NR_029333.1| Thiocystis violacea 
57580 59029 Thiocystis violacea Bacteria; 
matiaceae; Thiocystis. 
gi|265679011|ref|NR_029319.1| Pseudomonas 
78587 79994 Pseudomonas 


train S 1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi| 265678958 


Pseudomonadales; Pseudomonadaceae; 


ref|NR_029266.1| Azoarcus evansii 


156293 157818 Azoarcus evansii Bacteria; 


265678926 
sequence 


gi 


gi| 265678896 


ocyclaceae; 


al sequence 248268 249768 


Azoarcus. 
ref|NR_029234.1 
205252 206750 


Taylorella 
Taylorella 


Burkholderiales; Alcaligenaceae; Taylorella. 


ref Microvirgula 


Microvirgula 


NR_029204.1 


Betaproteobacteria; Neisseriales; Neisseriaceae; 
47 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
artial sequence 269183 270620 


72 


ribosomal RNA, partial sequence 


ridia; Eubacteriaceae; 


50 


16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


42 


complete sequence 


57 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


42 


54 
equence 


Incertae Sedis; Thermoanaerobacterium. 


gi|265678872|ref|NR_029178.1| Eubacterium infirmum 

281272 282767 Eubacterium infirmum Bacteria; 
Eubacterium. 

gi|265678868|ref|NR_029174.1| Mycoplasma felis 


gi| 265678867 


gi| 265678862 


296587 297949 Mycobacterium 
nebacterineae; 


gi|265678855 


gi| 265678845 


mamonadaceae; 


287341 288773 Mycoplasma felis Bacteria; 


ref|NR_029173.1| Bordetella holmesii 


288824 290348 Bordetella holmesii Bacteria; 
caligenaceae; 


Bordetella. 


ref|NR_029168.1| Mycobacterium terrae 
terrae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


ref|NR_029161.1| Comamonas testosteroni 


complete sequence 307188 308723 Comamonas testosteroni Bacteria; 


Comamonas. 


ref|NR_029150.1| Halothermothrix orenii 


322285 323818 Halothermothrix orenii Bacteria; 


Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

446444 Bacteria_16S 329794 329753 6 47 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

446444 Bacteria_16S 385673 385632 1 42 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 


strain OK2 16S ribosomal RNA, partial sequence 


446444 Bacteria_16S 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 


408771 408718 1 


54 


384340 38587 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


gi| 265678783 


seudomonadaceae; 


0 Pseudomonas lutea Bacteria; 

Pseudomonas. 

ref|NR_029088.1| Thermovibrio 
407444 408915 Thermovibrio 


446444 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


446444 Bacteria_16S 
rhizosphaerae strain IH5 16S ribosomal RNA, complete se 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobact 


Pseudomonas. 


446444 Bacteria_16S 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 45835 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
446444 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


446444 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; 


defluvii strain B 
Bacteria; Proteob 


446444 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


446444 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


446444 Bacteria_16S 


strain Kl1l1 16S ri 
Proteobacteria; B 


446444 Bacteria_16S 


versmoldensis str 
versmoldensis Bac 


446444 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


446444 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


446444 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


446444 Bacteria_16S 


valerianellae str 
valerianellae Bac 


446444 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


446444 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


446444 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


446444 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; G 


446444 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


446444 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


446444 Bacteria_16S 


6611 16S ribosoma 


G 
446444 Bacteria_16S 


441274 441181 3 95 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
445877 445836 1 


gi 


42 gi 


458229 458188 1 42 gi 


459681 459640 1 42 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


471778 471737 1 42 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
499503 499462 1 42 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
501055 501014 1 42 gi 


gi 


etaproteobacteria; Burkholderiales; Co: 
502643 502594 1 50 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

514718 514669 1 50 
bosomal RNA, partial sequence 

bacillales; Lactobacillaceae; 

534560 534519 1 42 
bosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
551451 551402 1 50 gi 
ain KU-3 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; La 
555971 555930 1 42 gi 


gi 


Lactobac 
gi 


ammaproteobacteria; Pseudomonadales; P 
557513 557472 1 42 gi 


ammaproteobacteria; Pseudomonadales; P 
559057 559016 1 42 gi 


ammaproteobacteria; Pseudomonadales; P 
577187 577146 1 42 gi 
ain CFBP 4730 16S ribosomal RNA, parti 
teria; Proteobacteria; Betaproteobacte 
598171 598130 1 42 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
604281 604228 1 54 gi 
16S ribosomal RNA, partial sequence 

cales; Desulfurobacteriaceae; Thermovi 
611876 611827 1 50 gi 
TMW 1.80 16S ribosomal RNA, complete s 
a; Firmicutes; Lactobacillales; Lactob 
640858 640817 1 42 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
666594 666545 1 50 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
672627 672586 1 42 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; 


gi 


gi 


Gammaprote 


699897 699856 1 42 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
733202 733161 1 42 gi 
1 RNA, partial sequence 


gi 


439970 44147 
Entomoplasmataceae; M 


470446 47199 


6S ribosomal RNA, partial sequence 499730 50125 


501307 50281 


6S ribosomal RNA, partial sequence 554659 55615 


6S ribosomal RNA, partial sequence 556201 55769 


6S ribosomal RNA, partial sequence 557743 55923 


265678761 


265678758 
quence 
eria; Pseu 
265678746 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678737 


seudomonad 
265678719 
ence 49817 
riales; Co 
265678718 


mamonadace 
265678717 


Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 


ref 


ref 


NR_029066.1 


lasma. 
NR_029063.1 


444544 446074 


domo 


ref 


ref 


458401 45980 
omon 


ref 


ref 


8 499679 Hydro 
mamo 


ref 


ae; 


ref 


nadales; 
NR_029051.1 


e; Pseudomo 
NR_029050.1 
8 
adales; Pse 
NR_029042.1 


e; Pseudomo 
NR_029024.1 


nadaceae; H 
NR_029023.1 


Hydrogenoph 
NR_029022.1 


Pse 


n 


u 


n 


g 
y 


a 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 
esop 


Pseudomonas 
Pseudomonas 


udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


acea as. 


Pseudomonas 
Pseudomonas 


domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


acea as. 


Hydrogenophaga 


enophaga defluvii 
drogenophaga. 


Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 
ga. 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


265678709|ref|NR_029014.1| Lactobacillus rossiae 
513446 514813 Lactobacillus rossiae Bacteria; 
illus. 
265678696|ref|NR_029001.1| Ottowia thiooxydans 
533233 534757 Ottowia thiooxydans Bacteria; 
mamonadaceae; Ottowia. 
265678685 |ref|NR_028990.1| Lactobacillus 
quence 550095 551652 Lactobacillus 
ctobacillaceae; Lactobacillus. 
265678682|ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
seudomonadaceae; Pseudomonas. 
265678681|ref|NR_028986.1| Pseudomonas poae 
2 Pseudomonas poae Bacteria; 
seudomonadaceae; Pseudomonas. 
265678680|ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
seudomonadaceae; Pseudomonas. 
265678668 |ref|NR_028973.1| Acidovorax 
al sequence 575863 577354 Acidovorax 
ria; Burkholderiales; Comamonadaceae; Acidovorax. 
265678654|ref|NR_028959.1| Thiobaca trueperi 
596871 598240 Thiobaca trueperi Bacteria; 
matiaceae; Thiobaca. 
265678649 |ref|NR_028954.1| Thermovibrio ruber 
602905 604369 Thermovibrio ruber Bacteria; 
brio. 
265678644 |ref|NR_028949.1| Lactobacillus 
equence 610536 612079 Lactobacillus 
acillaceae; Lactobacillus. 
265678624 |ref|NR_028929.1| Pseudomonas kilonensis 
639529 641056 Pseudomonas kilonensis Bacteria; 
seudomonadaceae; Pseudomonas. 
265678605|ref|NR_028910.1| Pelospora glutarica 
665236 666735 Pelospora glutarica Bacteria; 
eae; Pelospora. 
265678601|ref|NR_028906.1| Pseudomonas 
ial sequence 671276 672778 Pseudomonas 
obacteria; Pseudomonadales; Pseudomonadaceae; 
265678583 |ref|NR_028888.1| Thiocystis violascens 
698584 699934 Thiocystis violascens Bacteria; 
matiaceae; Thiocystis. 
265678560|ref|NR_028864.1| Thiocapsa rosea strain 


731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 


446444 Bacteria_16S 
strain AB1110 16S 


752200 752159 1 


446444 Bacteria_16S 
strain SW-45 16S 


764155 764114 1 


446444 Bacteria_16S 785747 785706 1 


mediterranea strain CFBP 5447 16S ribosomal RNA, partia 


mediterranea Bacteria; 
Pseudomonas. 
446444 Bacteria_16S 


Proteobacteria; 


804168 804119 1 


strain PG14 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


42 gi 


75 


42 gi 


76 


42 gi 


Gammaproteobacteria; 


50 gi 


80 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


446444 Bacteria_16S 822372 822331 1 


strain IMT37 16S 


446444 Bacteria_16S 
strain IMI 359870 


943046 943005 1 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


42 gi 


82 


42 gi 


16S ribosomal RNA, partial sequence 


265678510 
2889 80433 


265678498 
1061 82256 


265678417 
94171 


Pseud 


seudomonad 


1 sequence 784432 78586 
omonadales; 


ref 


ref 


ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


446444 Bacteria_16S 949298 949257 1 


strain PHL 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


446444 Bacteria_16S 950863 950822 1 


strain 133 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


446444 Bacteria_16S 952422 952381 1 


strain 146 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


446444 Bacteria_16S 953973 953932 1 


psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


psychrophila Bacteria; 
Simplicispira. 
446444 Bacteria_16S 


Proteobacteria; 


955533 955492 1 


strain LMG 4393 16S ribosomal RNA, partial sequence 954207 95569 


42 gi 


94 


42 gi 


94 


42 gi 


95 
42 gi 


42 gi 


265678413 
7973 94948 


265678412 
9535 95104 


265678411 
1100 95259 


265678410 


Burkho 


265678409 


ref 


ref 


ref 


ref 


ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


446444 Bacteria_16S 961656 961615 1 
strain CIP 104663 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
446444 Bacteria_16S 993963 993914 1 
Sapovorans strain OM 16S ribosomal RNA, 
Bacteria; Firmicutes; Clostridia; 
446444 Bacteria_16S 1038113 1038072 1 


strain 7-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


446444 Bacteria_16S 1051945 1051904 1 
insulare strain K 
Bacteria; 
446444 Bacteria_16S 
strain NAFOO1 16S 
Firmicutes; Bacillales; 


446444 Bacteria_16S 


1081803 1081754 1 


Bacillaceae; 
1089439 1089398 1 


psychrophila strain E-3 16S ribosomal RNA, partial sequence 10881 


Bacteria; 


446444 Bacteria_16S 1145439 1145398 1 


thermotolerans strain CM3 16S ribosomal RNA, partial sequence 


thermotolerans Bacteria; 
Pseudomonas. 
446444 Bacteria_16S 
iheyensis HTE831 
Bacteria; Firmicutes; 
446444 Bacteria_16S 


Proteobacteria; 
1155935 1155886 1 


Bacillales; 
1193783 1193742 1 


Clostridiales; 


ribosomal RNA, partial sequence 


Bacillaceae; 


complete sequence 
Pseudomonadales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Bacillus. 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


16S ribosomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 


42 gi 


1192457 1193978 


228715722 
Borde 


aceae; 


7 Giesbergeria 


NR_028813.1 


NR_028801.1 


NR_028719.1 


Comamonas. 
NR_028715.1 


Acidovorax. 
NR_028714.1 


Acidovorax. 
NR_028713.1 


Curvibacter. 
NR_028712.1 


952645 954156 
lderiales; 


NR_028711.1 


265678545|ref|NR_028849.1| Acinetobacter towneri 
0969 752293 Acinetobacter towneri Bacteria; 
oraxellaceae; Acinetobacter. 
265678537|ref|NR_028841.1| Marinobacter litoralis 
2839 764334 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 
265678522 |ref|NR_028826.1| Pseudomonas 


9 Pseudomonas 
Pseudomonadaceae; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Pseudomonas indica 


9 Pseudomonas indica Bacteria; 
Pseudomonas. 


Comamonas terrigena 


4 943232 Comamonas terrigena Bacteria; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 
Comamonadaceae; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 
Comamonadaceae; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 
Comamonadaceae; 


Simplicispira 
Simplicispira 


Comamonadaceae; 


Giesbergeria sinuosa 


sinuosa Bacteria; 
Giesbergeria. 


42 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
960323 961843 Pseudomonas veronii Bacteria; 
Pseudomonadaceae; Pseudomonas. 
50 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
complete sequence 992614 994134 Syntrophomonas sapovorans 
Syntrophomonadaceae; Syntrophomonas. 
42 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
1036784 1038267 Curvibacter gracilis Bacteria; 
ae; Curvibacter. 
42 gi|265678343|ref|NR_028645.1| Marinospirillum 
1050631 1052062 Marinospirillum insulare 
Marinospirillum. 
50 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
1080469 1081998 Bacillus funiculus Bacteria; 
42 gi|265678317|ref|NR_028619.1| Pseudomonas 
07 1089634 Pseudomonas psychrophila 
seudomonadaceae; Pseudomonas. 
42 gi|253680760|ref|NR_028008.1| Pseudomonas 
1144133 1145561 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
50 gi|253680753|ref|NR_028001.1| Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


13501 16S ribosomal RNA, 


complete sequence 


Proteobacteria; Betaproteobacteria; 
446444 Bacteria_16S 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 


TTB310 Bacteria; 


446444 Bacteria_16S 1315991 1315942 1 50 gi| 228716557 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Ba 
446444 Bacteria_16S 1376968 1376927 1 42 gi|228717818 


naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 


1198445 1198404 1 42 


gi 


Burkholderiales; Alcaligenace 
228715504 


Proteobacteria; Betaproteobacteria; Burkholderia 


11971 


ref|NR_027537.1| Bordetella hinzii LMG 

tella hinzii LMG 13501 Bacteria; 

ae; Bordetella. 

ref|NR_027534.1| Ramlibacter 

31 1198567 Ramlibacter tataouinensis 

les; Comamonadaceae; Ramlibacter. 

ref|NR_027552.1| Bacillus subtilis 
1314657 1316173 Bacillus subtilis 

cillus. 

ref|NR_027567.1] Polaromonas 


1375665 1377116 Polaromonas naphthalenivorans 


CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 


446444 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; 


Proteobacteria; 


Lysobacter. 


446444 Bacteria_16S 
strain S2 16S rib 
B 
446444 Bacteria_16S 


Proteobacteria; 


ruhlandii strain 
Bacteria; Proteob 


446444 Bacteria_16S 


bryozoorum strain 
Bacteria; Proteob 


446444 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


446444 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


446444 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


446444 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


446444 Bacteria_16S 


strain B8 16S rib 
Proteobacteria; B 


446444 Bacteria_16S 


strain B6 16S rib 
Proteobacteria; B 


446444 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


446444 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


446444 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


446444 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


446444 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


446444 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


446444 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


446444 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; G 


446444 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


446444 Bacteria_16S 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


446444 Bacteria_16S 


denitrificans str 


G 
446444 Bacteria_16S 
strain B4P 16S ri 
B 
446444 Bacteria_16S 
antibioticus stra 
antibioticus Bact 


1415863 1415822 1 42 


gi 
ammaproteobacteria; Pseudomonadales; P 
1425065 1425024 1 42 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1429758 1429709 1 50 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


Oc 


ri 


1439008 1438967 1 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1457253 1457212 1 42 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1463188 1463147 1 42 gi 
50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
1466245 1466204 1 42 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1472327 1472286 1 42 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1481465 1481424 1 42 gi 
ain K601 16S ribosomal RNA, partial se 
1 Bacteria; Proteobacteria; Betaproteo 


42 gi 
oc 


en 
rd 


en 
na 


oc 


ue 


, 


qu 
ba 


1510026 1509977 1 50 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1549482 1549441 1 42 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1550948 1550907 1 42 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1552416 1552375 1 42 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1579427 1579386 1 42 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1637337 1637288 1 50 gi 
omal RNA, partial sequence 
laceae; Bacillus. 

1641840 1641799 1 42 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


A, 
ac 


ua 


ua 


en 
ed: 


se 


eq 
bas 8 


1644963 1644922 1 42 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1695282 1695241 1 42 gi 


gi 


se 


ammaproteobacteria; Pseudomonadales; Pse 
1696826 1696785 1 42 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1709104 1709063 1 42 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
1725886 1725845 1 42 gi 


se 


ma 


etaproteobacteria; Burkholderiales; Co: 
1768357 1768316 6 47 gi 
ZF2 16S ribosomal RNA, partial sequenc 
tes; Clostridia; Clostridiales; Clostr 


ma. 


e 
id 


224581448 
6S ribosomal RNA, partial sequence 14145521 
seudomonad: 
224581442 
14237411 
224581439 
sequen 
224581429 
1437684 1 


224581416 
224581411 
224581409 


14649241 


224581405 


219878371 


219846290 
219857245 
1548180 15495 


219857244 
1549646 15510 


219857243 
219846381 
1578118 15795 


219878452 
1636012 1637452 Bacil 


219878449 


219878447 
1643643 16451 


219878411 
16S ribosomal RNA, partial sequence 1693968 16954 


219878410 
1695512 16970 


219878402 
1707781 17092 


219878391 
6S ribosomal RNA, partial sequence 1724592 17259 


219878359 


ref |NR_027230.1 
4160 
acea 


ref 


e; Pseudomon 
NR_027224.1 
4252 
ceae 


; Thauera. 
ref|NR_027221.1 

1428427 142992 
omonadales; Xant 


ycla 


ce 


a; Xanth 


ref|NR_027211.1 
4391 


ceae 


¢ Th 
ref 


ycla auera. 
NR_027197.1 
4559 


Al 


ce l 
ales 


: caligenaceae; Ac 


ref|NR_027192.1 
461862 1463368 Marino 
s; Alteromonadaceae; 
ref|NR_027190.1 


ce l 
dale 


4664 
ceae 


; Azoarcus. 
ref|NR_027186.1 
1471041 147236 
eriales; Alcalig 
ref|NR_025510.1 

1480151 148165 
Burkholderiales; 


ycla 


nce 
Burkhold 


ence 
cteria; 


ref 
seq 


NR_025880.1 
uence 150868 
Lactobacillacea 
ref|NR_024875.1 
95 Aquabacterium 
m. 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref|NR_025972.1 


partial 
illales; 


bacteriu 


bacteriu 


ce 15511 
ales; Aq 


udomonadacea 
ref 


lus 


e; Pseudomon 
NR_025591.1 
soli Bacteri 


ref|NR_025588.1 
1640520 164203 
omonadales; Pseu 


uence 
a; Pseud 


ref|NR_025586.1 


udomonadacea 


ref 


e; Pseudomon 
NR_025550.1 
udomonadacea 
ref 


e; Pseudomon 
NR_025549.1 
udomonadaceae; Pseudomon 
ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025530.1 


tiaceae; 


monadaceae; Comamonas. 
ref |NR_025498.1 
74 1768507 Sedime 


mily XI. Incerta 


17670 
iales Fa 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Thauera phenylacetica 


51 Thauera phenylacetica Bacteria; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Thauera aminoaromatica 


79 Thauera aminoaromatica Bacteria; 


Achromobacter 


66 1457283 Achromobacter ruhlandii 


hromobacter. 
Marinobacter 
bacter bryozoorum 
Marinobacter. 
Azoarcus buckelii 


33 Azoarcus buckelii Bacteria; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Bacillus soli strain 
a; Firmicutes; 


Pseudomonas 
1 Pseudomonas 


domonadaceae; 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Rheinheimera baltica 


baltica Bacteria; 


Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


1836704 1836663 1 42 
ain Chol-1S 16S ribosomal RNA, 


gi 
complete 


219878311 


ref|NR_025450.1 


sequence 1835368 183689 


Sterolibacterium 
8 Sterolibacterium 


denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


Sterolibacterium. 


446444 Bacteria_16S 


thiooxidans strai 


thiooxidans Bacte 
446444 Bacteria_16S 
schindleri strain 
schindleri Bacter 
446444 Bacteria_16S 


strain DSM 11334 
Proteobacteria; 


strain LMG 1945, 


Proteobacteria; B 


446444 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


446444 Bacteria_16S 


subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 


446444 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


446444 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


446444 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


446444 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


446444 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 


446444 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


446444 Bacteria_16S 


thermolithotrophu: 
thermolithotrophu: 


446444 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; G 


446444 Bacteria_16S 


umsongensis strai 
umsongensis Bacte 
Pseudomonas. 


446444 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; G 


446444 Bacteria_16S 


henchirensis stra 
henchirensis Bact 


446444 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


446444 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


B 
446444 Bacteria_16S 


1879364 1879323 1 42 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1888775 1888734 1 42 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1898034 1897993 1 42 gi 


a; 


a; 


etaproteobacteria; Burkholderiales; Al 
1899577 1899544 1 34 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1947825 1947784 1 42 gi 


ne 
ca 


ibosomal RNA, partial sequence 
lales; Planococcaceae; Marinibacillus. 
2045383 2045334 1 50 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2060798 2060745 19 72 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2068368 2068327 1 42 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2069900 2069859 1 42 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2074535 2074494 1 42 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2088374 2088321 1 54 gi 
m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 
2124771 2124722 1 50 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2126327 2126278 1 50 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2144376 2144335 1 42 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2145881 2145840 1 42 gi 
n Ps 3-10 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


an 


Eu 


Rhod 
gi 


Oc 


Oc 


en 
ri 


1 
su 


gi 


gi 
se 


eq 
ia 


2147386 2147345 1 42 


gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


446444 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


219878282 
ue 


219878273 
qu 
219878265 
16S ribosomal RNA, partial sequence 1896710 18982 


ca 
219878264 


219878230 
6S ribosomal RNA, partial sequence 1946525 19480 


1973642 19751 


219878165 
219878150 
219878145 


2067059 20 


219878144 
2068593 20 


219878141 
219878131 
219857652 


2123444 21249 


219857651 
2125001 21265 


219857639 
2143068 21445 


219857638 


219857637 


2199190 22006 


ref |NR_025421.1 
1878060 187954 
deriales; Burkho 
ref |NR_025412.1 
ence 1887472 188893 
Pseudomonadales; Moraxellaceae; Acinetobacter. 
ref|NR_025404.1| Bordetella trematum 
30 Bordetella trematum Bacteria; 
ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025369.1| Bordetella petrii 
20 Bordetella petrii Bacteria; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Acinetobacter 
7 Acinetobacter 


nce 
Burkhol 


ligenace 
Brackiella oedipodis 
e 18982 ella oedipodis Bacteria; 


ligenace 


etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1966074 1966033 1 42 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
is strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
is Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 

1974977 1974928 1 50 gi|219878212|ref|NR_025351.1| Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


ref|NR_025304.1| Luteimonas mephitis 

53 2045572 Luteimonas mephitis Bacteria; 

aceae; Luteimonas. 

ref|NR_025289.1| Eubacterium sulci 

20 2060972 Eubacterium sulci Bacteria; 

m. 

ref|NR_025284.1| Thauera terpenica 

42 Thauera terpenica Bacteria; 

; Thauera. 

ref|NR_025283.1| Thauera linaloolentis 

74 Thauera linaloolentis Bacteria; 

; Thauera. 

ref |NR_025280.1 

26 2074709 Castel 

caligenaceae; Ca 

ref |NR_025270.1 
2087053 208849 


20 
thomo 


440 
nad 


20 
bacte 


595 
riu 


685 


yclaceae 


700 


yclaceae 


Castellaniella 
laniella defragrans 
stellaniella. 
Desulfurobacterium 
8 Desulfurobacterium 
teriaceae; Desulfurobacterium. 
ref|NR_025241.1| Bacillus aquimaris 
50 Bacillus aquimaris Bacteria; 


ce 20 
ales; 


732 
Al 


sequence 
lfurobac 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
aceae; Pseudomonas. 
ref |NR_025227.1| Pseudomonas 

2144573 2146027 Pseudomonas 
monadales; Pseudomonadaceae; 


udomonad 


uence 
Pseudo: 


v 


ref|NR_025226.1| Pseudomonas jinjuensis 


ribosomal RNA, partial sequence 2146078 2147531 Pseudomonas jinjuensis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
2179237 2179196 1 42 gi|219857614|ref|NR_025203.1| Ramlibacter 
in TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
eria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
2192931 2192882 1 50 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
lales; Bacillaceae; Amphibacillus. 
2197442 2197393 1 50 gi|219857601|ref|NR_025189.1| Lactobacillus 
LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
2200462 2200413 1 50 gi|219857599|ref|NR_025187.1| Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


2204994 2204945 1 50 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219857596 
2203720 2205169 Mycoplasma glycophilum Bacteria; 


ref|NR_025184.1| Mycoplasma glycophilum 


446444 Bacteria_ 


gallopavonis strain WR1 16S ribosomal RNA, partial sequ 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; My 


446444 Bacteria_16S 2209520 2209471 1 50 gi|219857593|ref|NR_025181.1| Mycoplasma cynos 
strain H831 16S ribosomal RNA, partial sequence 2208244 2209695 Mycoplasma cynos Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

446444 Bacteria_16S 2215546 2215497 1 50 gi|219857589|ref|NR_025177.1| Mycoplasma buteonis 
strain BbT2g 16S ribosomal RNA, partial sequence 2214274 2215721 Mycoplasma buteonis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

446444 Bacteria_16S 2217046 2216997 1 50 gi|219857588|ref|NR_025176.1| Mycoplasma anatis 
strain 1340 16S ribosomal RNA, partial sequence 2215772 2217221 Mycoplasma anatis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

446444 Bacteria_16S 2220110 2220069 1 42 gi|219857586|ref|NR_025174.1| Pseudomonas 
extremorientalis strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

446444 Bacteria_16S 2230715 2230674 1 42 gi|219857579|ref|NR_025167.1| Laribacter 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
446444 Bacteria_16S 2235268 2235227 1 42 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

446444 Bacteria_16S 2285853 2285804 1 50 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

446444 Bacteria_16S 2288740 2288647 3 95 gi|219857540|ref|NR_025128.1| Mesoplasma florum 
strain L1 16S ribosomal RNA, partial sequence 2287434 2288933 Mesoplasma florum Ll Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

446444 Bacteria_16S 2303741 2303700 1 42 gi|219857528|ref|NR_025116.1| Marinobacter 
lutaoensis strain T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marinobacter lutaoensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

446444 Bacteria_16S 2315932 2315891 1 42 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
strain KCTC 12005 16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

446444 Bacteria_16S 2322068 2322027 1 42 gi|219857515|ref|NR_025103.1| Pseudomonas brenneri 
strain CFML 97-391 16S ribosomal RNA, partial sequence 2320764 2322265 Pseudomonas brenneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

446444 Bacteria_16S 2323620 2323579 1 42 gi|219857514|ref|NR_025102.1| Pseudomonas grimontii 
strain CFML 97-514 16S ribosomal RNA, partial sequence 2322316 2323816 Pseudomonas grimontii 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

446444 Bacteria_16S 2338468 2338412 1 57 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

446444 Bacteria_16S 2374942 2374893 1 50 gi|219857477|ref|NR_025065.1| Mycoplasma lipofaciens 


strain R171 16S r 
Tenericutes; Moll 


446444 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


446444 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


446444 Bacteria_16S 


columbinasale str 
columbinasale Bac 


446444 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


446444 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


446444 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


446444 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


446444 Bacteria_16S 


16S 2206493 2206444 1 50 gi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376452 2376403 1 50 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377966 2377917 1 50 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379474 2379425 1 50 gi 


teria; Tenericutes; Mollicutes; Mycopl 
2405305 2405256 1 50 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2449499 2449450 1 50 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 
2466133 2466084 1 50 gi 
16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2499142 2499101 1 42 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2500679 2500638 1 42 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
2521993 2521952 1 42 


gi 


gi 


2373653 23751 


2375159 23766 


2376676 23781 


ain 694 16S ribosomal RNA, partial seq 


2403965 24054 


2497830 24993 
Rhod 


2499368 25008 
Rhod 


219857595 
ence 22052 
coplasma. 


219857476 
219857475 


219857474 
uence 

as 
219857457 


illus. 
219857420 
ial sequen 
Carnobacte 
219857406 
24647 
; Lactobac 
219857384 


ocyclaceae 
219857382 


ocyclaceae 


mataceae; 


ref|NR_025183.1 
20 2206668 Mycopl 


ref |NR_025064.1 


ref|NR_025063.1 


ref|NR_025062.1 

2378183 237964 
+ Mycoplasma. 
ref|NR_025045.1 
86 Lactobacillus 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref |NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024972.1 
; Th 
ref 


auera. 
NR_024970.1 


; Azoarcus. 


219857363 


thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 


Mycoplasma 
asma gallopavonis 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


Mycoplasma 
0 Mycoplasma 
kimchii Bacteria; 
Alkalibacterium 
1 Alkalibacterium 


acterium. 


acillus mucosae 


ref |NR_024951.1 
2520665 252209 


Pseudomonas 
4 Pseudomonas 


Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


Lactobacillus kimchii 


Lactobacillus mucosae 
Thauera chlorobenzoica 
17 Thauera chlorobenzoica Bacteria; 


Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 


thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


446444 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


446444 Bacteria_16S 
16S ribosomal RNA, partial sequence 2528225 25296 
udomonad 


strain ATCC 4973 


Proteobacteria; G 


446444 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


446444 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


446444 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


446444 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
446444 Bact 
strain CIP 105470 
Proteobacteria; G 
446444 Bact 
strain CIP 105259 
Proteobacteria; G 
446444 Bact 
strain CIP 105274 
Proteobacteria; G 


446444 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


446444 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


446444 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


446444 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


446444 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


446444 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


446444 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


446444 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


446444 Bacteria_16S 


strain CKB 16S ri 
Proteobacteria; B 


446444 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


446444 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


446444 Bacteria_16S 
juripiscarius str 


juripiscarius Bac 


446444 Bacteria_16S 


psychrotolerans s 


psychrotolerans B 


eria_16 


eria_16 


eria_16 


2523473 2523432 1 42 gi|219857362|ref|NR_024950.1 
rain DBK11 16S ribosomal RNA, partial sequence 2522145 252361 
cteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
2529545 2529504 1 42 gi|219857358|ref|NR_024946.1 


ammaproteobacteria; Pseudomonadales; P 
2545600 2545559 1 42 gi 


16S ribosomal RNA, partial sequence 2544276 25457 
monadace 


etaproteobacteria; Burkholderiales; Co: 
2547152 25471111 42 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2551716 2551667 1 50 gi 
strain NRRL B-23049 16S ribosomal RNA 
pizizenii Bacteria; Firmicutes; Bacill 
2556299 2556258 1 42 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
s 2557865 2557824 1 42 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2562491 2562450 1 42 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2571624 2571583 1 42 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2576347 2576314 1 34 gi 
rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
2580745 2580704 1 42 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582311 25822701 42 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2583881 2583840 1 42 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585450 2585409 1 42 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596288 2596247 1 42 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597854 2597813 1 42 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2599413 2599357 1 57 gi 


ridia; Clostridiales; Peptococcaceae; 
2619491 2619458 1 34 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2651543 2651502 1 42 gi 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2654558 2654517 1 42 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2680040 2679991 1 50 gi 
ain IS40-3 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Bacilla 
2732714 2732665 1 50 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
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446444 Bacteria_16S 
strain T7 16S ribosomal RNA, partial sequence 


2744561 2744520 1 42 gi 


monadace 


partial 
es; 


dales; 


udomonad 


udomonad 


udomonad 
219857284 
quence 

ia; 
219857281 


udomonad 
219857280 


dales; 
219857279 


dales; 
219857278 


dales; 
219857271 


udomonad 
219857270 


dales; 
219857269 
16S ribosomal RNA, partial sequence 2598095 25994 


219857253 
2618180 26196 
yclaceae 
219857224 
2650247 2651682 Azosp 


219857222 
2653267 26546 
yclaceae 
219857203 


219857166 


219857158 
2743252 2744707 Delftia tsuruhatensis Bacteria; 


e; Pseudomon 
NR_024935.1 


acea 
9857347 |ref 
ae; Acidovorax. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 
ref |NR_024931.1 
sequence 255039 
llaceae; Bacillu 
ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref |NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseud 
aceae; Pseud 


9857346 
25458 


9857343 


Baci 
9857340 
25549 
P 
9857339 
25565 


9857336 
25611 


9857287 
25702 


Burk eriales; 
NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024900.1 


25794 


25809 
P 


25825 
P 


25841 
P 


25949 


25965 
P 


sulfotomaculum. 

ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas 
ref|NR_024852.1 
ira oryzae Bacte 


ra. 


ref |NR_024850.1 


; Azoarcus. 
ref |NR_024831.1 

2678696 268021 
ibacillus. 
ref|NR_024794.1 

2731401 273285 
riaceae; Marinil 
ref |NR_024786.1 


quence 
ae; Lent 


equence 
rnobacte 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 


Pseudomonas 


7 Pseudomonas 
eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 
as. 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 


nella gracilis Bacteria; 


Bacillus subtilis 


4 2551802 Bacillus 
Ss. 


Pseudomonas gessardii 


monas gessardii 


Pseudomonas. 
Pseudomonas migulae 


monas migulae Bacteria; 
as. 


Pseudomonas mosselii 


monas mosselii Bacteria; 
as. 


Pseudomonas jessenii 


monas jessenii Bacteria; 
as. 


Taylorella 


2 Taylorella 
aligenaceae; Taylorella. 


Pseudomonas cedrina 


monas cedrina Bacteria; 
as. 


Pseudomonas rhodesiae 


monas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


monas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


monas orientalis 


Pseudomonas. 
Pseudomonas mandelii 


monas mandelii Bacteria; 


as. 
Pseudomonas libanensis 


monas libanensis 


Pseudomonas. 
Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 


Dechloromonas agitata 
agitata Bacteria; 


Azospira oryzae strain 
ria; Proteobacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Lentibacillus 
9 Lentibacillus 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 

Delftia tsuruhatensis 


446444 Bacteria_16S 
nitroreducens str 
nitroreducens Bac 


Diaphorobacter. 


446444 Bacteria_16S 
alcaliphila strai 
alcaliphila Bacte 


Pseudomonas. 


446444 Bacteria_16S 


strain ATCC 13522 
Bacteria; 


strain ATCC 49968 
Bacteria; 


Marinobacterium. 


446444 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


446444 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


446444 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


446444 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


446444 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


446444 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


446444 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


446444 Bacteria_16S 


jannaschii strain 
jannaschii Bacter 
Marinobacterium. 


446444 Bacteria_16S 


collinoides strai 
collinoides Bacte 


446444 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


446444 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


446444 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


446444 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


446444 Bacteria_16S 


strain AX39 16S r 
Proteobacteria; B 


446444 Bacteria_16S 


mechernichensis s 
mechernichensis B 


446444 Bacteria_16S 


strain DSM 12081 


Proteob 
446444 Bacteria_16S 


Proteob 
446444 Bacteria_16S 
lanceolatus strai 
lanceolatus Bacte 
446444 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
stanieri Bacteria 


2750259 2750218 1 42 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


219857154 
equence 
ria; 


2816572 2816531 1 42 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


219856913 
equence 
ia; 
219856888 
28534 
nadales; 
219856885 
28581 
adales; 
19856883 
sequence 
Burkhol 
19856880 
equence 
Alteromon 


2854747 2854706 1 42 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2859430 2859389 1 42 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomon 
2862491 2862450 1 42 gi|2 
n ATCC 14669 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteria; 
2867115 2867074 1 42 gi|2 


; Proteobacteria; Gammaproteobacteria; 


2870236 2870187 1 50 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; 
2871816 2871767 1 50 gi| 219856877 
6S ribosomal RNA, partial sequence 2870477 28720 
lales; Bacillaceae; Bacillus. 
2876558 2876509 1 50 gi| 219856874 
6S ribosomal RNA, partial sequence 2875223 28767 
lales; Bacillaceae; Bacillus. 
2879706 2879657 1 50 gi| 219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 
laceae; Bacillus. 

2882823 2882774 1 50 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2920843 2920802 1 42 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


219856878 
ar 


gi|219856870 
2881499 28830 


219856843 
1 sequence 
cteria; Ps 


2928332 2928291 1 42 gi 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2934335 2934294 1 42 gi 
IFO 15466 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


219856838 
sequence 
; Oceanosp 
219856834 
sequence 
a; Alterom 


2946483 2946434 1 50 gi 
n JCM1123 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Lact 
2972173 29721321 42 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


219856826 
equence 

obacillace 
219846942 
sequence 
ria; Pseud 


2973688 2973647 1 42 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


219846941 
al sequenc 
eria; Pseu 


2975250 2975209 1 42 gi|219846940 
bosomal RNA, partial sequence 2973936 29754 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
3014820 3014779 1 42 gi| 219846914 
ribosomal RNA, complete sequence 3013492 30150 
etaproteobacteria; Burkholderiales; Comamonadace 
3060406 3060365 1 42 gi| 219846882 
ibosomal RNA, partial sequence 3059104 30605 
etaproteobacteria; Rhodocyclales; Rhodoc 
3061947 3061906 1 42 gi| 219846881 
train TL1 16S ribosomal RNA, partial sequence 

acteria; Proteobacteria; Betaproteobacteria; Rho 


Burkh 


Pseudo: 
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P 


tial seq 


ref |NR_024782.1 
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ref|NR_024734.1 
2815260 281674 
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ref|NR_024704.1 
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ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_024699.1 

2865789 286730 
adales; Alteromo 


’ 
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uenc 

Bac 
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NR_024697.1 
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NR_024696.1 
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NR_024693.1 


ref 
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NR_024691.1 
flexus Bacte 


ref|NR_024689.1 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_024657.1 
2927022 292847 
irillales; Marin 
ref |NR_024653.1 
2933018 293448 
onadales; Altero 


ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 
ref |NR_026534.1 
2970861 297232 
omonadales; Pseu 


ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 
ref |NR_026532.1 


acea 
ref 


e; Pseudomon 
NR_026506.1 


Acidovorax. 
NR_026474.1 


ae; 
ref 


; Thauera. 
ref|NR_026473.1 

3060645 306213 
docyclales; Rhod 


3114370 3114329 1 42 gi|219846846 
16S ribosomal RNA, complete sequence 
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fo} 
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Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


monas savastanoi 
Pseudomonas. 


monas lundensis 
Pseudomonas. 
Curvibacter 

8 Curvibacter 

nadaceae; 
Marinobacterium 

5 Marinobacterium 

nadaceae; 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 


ria; Firmicutes; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Marinobacterium 
0 Marinobacterium 
monadaceae; 


Lactobacillus 
8 Lactobacillus 
Ss. 

Pseudomonas 

5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 
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as. 


Thauera selenatis 


94 Thauera selenatis Bacteria; 
yclaceae; 


Thauera 
5 Thauera 
ocyclaceae; 


ref|NR_026438.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


Pseudomonas savastanoi 


Pseudomonas lundensis 


Curvibacter. 


Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 


Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


Bacillus flexus strain 


Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


Pseudomonas cichorii 
29 Pseudomonas cichorii Bacteria; 


Acidovorax defluvii 
17 Acidovorax defluvii Bacteria; 


Thauera. 
Azoarcus anaerobius 
3113039 3114569 Azoarcus anaerobius Bacteria; 
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strain DSM 11363 


Proteobacteria; G 


446444 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


446444 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


446444 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


446444 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


446444 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


446444 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


446444 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; G 


446444 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


446444 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


446444 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


446444 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


446444 Bacteria_16S 


halophilum strain 
halophilum Bacter 


446444 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


446444 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


446444 Bacteria_16S 


strain G145 16S r 
Tenericutes; Moll 


446444 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


446444 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


446444 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


446444 Bacteria_16S 


leonicaptivi stra 
Bacteria; Teneric 


446444 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


446444 Bacteria_16S 


strain 34-P 16S r 


3177963 3177922 1 42 


gi 
ammaproteobacteria; Pseudomonadales; P 
3212833 3212784 1 50 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


3235570 32355211 50 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3270199 3270158 1 42 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Le 
3300703 3300662 1 42 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


3353904 3353855 1 50 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3366307 3366255 20 72 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3382997 3382956 1 42 gi 
ATCC 33146 16S ribosomal RNA, complet 
ia; Proteobacteria; Gammaproteobacteri 


gi 


3384535 3384494 1 42 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3523244 3523203 1 42 gi 


etaproteobacteria; Rhodocyclales; Rhod 
3590420 3590379 1 42 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Id 
3629713 3629672 1 42 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
3647998 3647949 1 50 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3654157 3654112 1 46 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3687652 3687559 3 95 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689169 3689076 3 95 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3692198 3692145 1 54 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3716202 3716153 1 50 gi 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3756259 3756210 1 50 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3780399 3780350 1 50 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3784899 3784850 1 50 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3787873 3787820 1 54 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


219846803 


16S ribosomal RNA, partial sequence 3176631 31781 


seudomonad 
219846780 
al sequenc 
teria; Cam 


219846764 
ence 32342 
phomonadac 
219846741 


3268876 32703 


ptothrix. 
219846721 
quence 
eria; Thio 


219846682 


3352589 33540 
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219846673 
tial seque 
ridiales; 

219846661 
e sequence 
a; Thiotri 


219846660 

33832 

ciricketts 
219846561 


6S ribosomal RNA, partial sequence 3521933 35234 


ocyclaceae 
219846516 
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eonella. 

219846486 
36283 
nadales; P 
219846473 


3646715 36481 


Ss; Helicob 
219846469 
sequence 

les; Pepto 
219846446 


3686364 36878 


219846445 


3687881 36893 


219846443 


3690909 36923 


219846426 


3714904 37163 


219846395 


3754983 37564 


219846377 


3779118 37805 


219846374 
ence 37836 
coplasma. 

219846372 


3786577 37880 


3795403 3795362 1 42 gi 
ibosomal RNA, partial sequence 


ref|NR_026395.1 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


aceae; Pseudomon 
ref|NR_026372.1 
e 3211554 321297 
pylobacterales; 


ref |NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026333.1 


as. 
Helicobacter 

4 Helicobacter 

Helicobacteraceae; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


ref |NR_026313.1 
3299393 330087 
trichales; Pisci 


ref |NR_026274.1 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 


acea 
ref 
nce 


e; Halomonas 
NR_026265.1 
336503 
Clostridiaceae; 
ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


ref |NR_026252.1 
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iaceae; Methylop 
ref |NR_026153.1 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Thauera aromatica 


32 Thauera aromatica Bacteria; 


¢ Th 
ref 


auera. 
NR_026108.1 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


ref |NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref |NR_026037.1 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Desulfotomaculum 

2 Desulfotomaculum 

fotomaculum. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


ref |NR_026036.1 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


ref|NR_026034.1 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


ref |NR_026017.1 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


ref|NR_025986.1 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


ref|NR_025968.1 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


ref|NR_025965.1 
21 3785045 Mycopl 


ref|NR_025963.1 


Mycoplasma 
asma leonicaptivi 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


219846367 


ref|NR_025958.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 


Polaromonas vacuolata 


3794096 3795549 Polaromonas vacuolata Bacteria; 


446444 Bacteria_ 
strain 18323 16S 
Proteobacteria; 

446444 Bacteria_ 


parapertussis str 
parapertussis Bac 


446444 Bacteria_ 


bronchiseptica st 
bronchiseptica Ba 


446444 Bacteria_ 


strain B62 16S ribosomal RNA, 
G 


Proteobacteria; 
446444 Bacteria_ 


strain CS1 16S ri 
E 


Proteobacteria; 
446444 Bacteria_ 


strain SS-1 16S r 
B 


Proteobacteria; 
446444 Bacteria_ 
strain Td-21 16S 


Proteobacteria; B 


446444 Bacteria_16S 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
446444 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


strain DD 16S rib 
Tenericutes; Moll 


strain BV1 16S ri 
Tenericutes; Moll 


oryzihabitans str 
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Pseudomonas. 


446444 Bacteria_16S 


strain ATH 2.2.1 
Proteobacteria; B 
strain FR2 16S ri 
Proteobacteria; B 


chungwhensis stra 
chungwhensis Bact 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


446444 Bacteria_16S 


strain GB8-1 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


campisalis strain 
Bacteria; Firmicu 


sabaudiense strai 
sabaudiense Bacte 


446444 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


strain KMM 3809 1 
Proteobacteria; G 


grammopterae stra 
grammopterae Bact 


strain LMG 5911 1 
Proteobacteria; B 


B 


16S 3804478 3804437 1 42 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
16S 3805992 3805951 1 42 gi 


gi 


teria; Proteobacteria; 
16S 3807506 3807465 1 42 gi 
rain Dog 71 16S ribosomal RNA, partial 
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16S 3810510 3810469 1 42 
complete sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 3827428 3827379 1 50 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
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ibosomal RNA, partial sequence 


gi 
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Betaproteobacte 
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se 
219846345 
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Helicob 
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Burkh 


Burkholderiales; Al 


eria; 
446444 Bacteria_16S 

SW-145 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteri 
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446444 Bacteria_16S 
n Ar-13 


eria; 
446444 Bacteria_16S 
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446444 Bacteria_16S 
in GRUA-1 16S ribosomal RNA, partial s 
eria; 
446444 Bacteria_16S 
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ain L-1 16S ribosomal 
teria; Proteobacteria; 
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4086684 4086635 1 
ridia; Clostridiales; 
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446444 Bacteria_16S 


4178129 4178088 1 


50 
osomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
446444 Bacteria_16S 


50 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
446444 Bacteria_16S 


42 
RNA, 


42 


16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Ru 
446444 Bacteria_16S 


42 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
446444 Bacteria_16S 
in BH030062 16S ribosomal RNA, partial 
Bacillales; 


50 


42 


50 


ribosomal RNA, partial sequence 
Syntrophomonadac 


50 


16S ribosomal RNA, partial sequ 
Planococcaceae; 


95 


43 16S ribosomal RNA, partial s 
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95 


-1 16S ribosomal RNA, partial s 
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42 


somal RNA, partial sequence 4169129 41706 
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42 
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42 


complete se 
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Bacillac 
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ref|NR_025951.1| Bordetella pertussis 

09 Bordetella pertussis Bacteria; 

ae; Bordetella. 

ref|NR_025950.1 
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olderiales; Alca 
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05 Pseudomonas flavescens Bacteria; 
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ref|NR_025935.1| Helicobacter felis 
02 Helicobacter felis Bacteria; 
acteraceae; Helicobacter. 
ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


etaproteobacteria; Burkholderiales; Leptothrix. 
16S 3856091 3856050 1 42 gi|219846325|ref|NR_025915.1| Azoarcus tolulyticus 
ribosomal RNA, partial sequence 3854781 3856237 Azoarcus tolulyticus Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

3857587 3857538 1 50 gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


gi|219846323|ref|NR_025913.1| Mycoplasma gallinaceum 
3857775 3859205 Mycoplasma gallinaceum Bacteria; 
gi|219846306|ref|NR_025896.1| Mycoplasma corogypsi 
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ref|NR_025841.1| Rubrivivax gelatinosus 
78 Rubrivivax gelatinosus Bacteria; 
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ae; Rhodoferax. 
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ref|NR_025752.1] Syntrophomonas curvata 
82 Syntrophomonas curvata Bacteria; 
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ref|NR_025716.1 
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Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 
Spiroplasma 
0 Spiroplasma 
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Marinobacter excellens 
64 Marinobacter excellens Bacteria; 
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ref|NR_025687.1] Mesoplasma 
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; Entomoplasmataceae; Mesoplasma. 
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83 Achromobacter spanius Bacteria; 
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446444 Bacteria_ 
strain CHPA-2 16S ribosomal RNA, partial sequence 


16S 4181256 4181163 3 95 gi 
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219846092 


ref 


NR_025682.1 


Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

446444 Bacteria_16S 17832 17784 1 49 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

446444 Bacteria_16S 46607 46551 1 57 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
446444 Bacteria_16S LOSTTS 108723) 1 57 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

446444 Bacteria_16S 116527 116471 1 57 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

446444 Bacteria_16S 133290 133234 1 57 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

446444 Bacteria_16S 142401 142345 1 57 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 
succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromusa. 

446444 Bacteria_16S 200324 200268 1 57 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

446444 Bacteria_16S 221959 221903 1 SJ gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

446444 Bacteria_16S 226440 226384 1 57 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
446444 Bacteria_16S 227947 227891 1 57 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

446444 Bacteria_16S 229453 229397 1 57 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
446444 Bacteria_16S 230961 230905 1 57 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
446444 Bacteria_16S 243438 243382 1 57 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

446444 Bacteria_16S 246480 246424 1 57 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

446444 Bacteria_16S 265985 265929 1 57 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
446444 Bacteria_16S 334526 334470 1 57 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

446444 Bacteria_16S 343683 343627 1 57 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

446444 Bacteria_16S 370487 370439 1 49 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

446444 Bacteria_16S 390225 390169 1 57 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 


xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 


446444 Bacteria_16S 450470 450414 1 57 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

446444 Bacteria_16S 470199 470143 1 57 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

446444 Bacteria_16S 479386 479330 1 57 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

446444 Bacteria_16S 480935 480879 1 57 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

446444 Bacteria_16S 539167 539111 1 57 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

446444 Bacteria_16S 581641 581585 1 57 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

446444 Bacteria_16S 618117 618061 1 57 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

446444 Bacteria_16S 625524 625468 1 57 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
446444 Bacteria_16S 677228 677172 1 57 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

446444 Bacteria_16S 695363 695315 1 49 gi|265678586|ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

446444 Bacteria_16S 713111 713055 1 57 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
446444 Bacteria_16S 714670 714614 1 57 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

446444 Bacteria_16S 790287 790231 1 57 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

446444 Bacteria_16S 811784 811728 1 57 gi|265678505|ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

446444 Bacteria_16S 860427 860371 1 57 gi|265678472|ref|NR_028775.1| Geobacter thiogenes 
strain K1 16S ribosomal RNA, partial sequence 859076 860596 Geobacter thiogenes Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

446444 Bacteria_16S 878430 878374 1 57 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
446444 Bacteria_16S 882939 882883 1 57 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 


Bacteria; Actinob 


Catellatospora. 


446444 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


446444 Bacteria_16S 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


446444 Bacteria_16S 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 


889081 889025 1 57 gi 


913640 913584 1 57 gi 


ae; Lechevalieria. 


915198 915142 1 57 gi 


acteria; Actinobacteridae; Actinomycet 


-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


ales; Micr 
265678452 
nce 88778 
ales; Pseu 


265678436 
artial seq 
dae; Actin 


omonosporineae; Micromonosporaceae; 
Saccharopolyspora 
ropolyspora flava 


seudonocardiaceae; 


ref|NR_028754.1 
3 889225 Saccha 
donocardineae; P 


ref 
uenc 
omyc 


Lechevalieria 
913840 Lechevalieria 
donocardineae; 


NR_028738.1 
e 912332 
etales; Pseu 


265678435 


ref Actinosynnema 


913891 915394 


NR_028737.1 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 


446444 Bacteria_16S 


strain Y9 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


446444 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


446444 Bacteria_16S 


strain LK2-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


446444 Bacteria_16S 


964701 964645 1 
osomal RNA, partial sequence 


57 gi 


1027436 1027388 1 49 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1031941 1031885 1 57 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1048861 1048805 1 57 
ribosomal RNA, partial sequence 


gi 


1075912 1075856 1 57 gi 


tukisamuensis strain Mb8 16S ribosomal RNA, partial seq 
tukisamuensis Bacteria; Actinobacteria; Actinobacterida 


Nocardiaceae; Rhodococcus. 

1124309 1124253 1 57 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1134755 1134699 1 57 gi 
CECT 5990 16S ribosomal RNA, partial s 


446444 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


446444 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


446444 Bacteria_16S 


frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 


446444 Bacteria_16S 


strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 


446444 Bacteria_16S 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


446444 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


446444 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


446444 Bacteria_16S 


strain LM 036 16S 
Actinobacteria; A 


446444 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


446444 Bacteria_16S 


strain CCM 132 16 
Actinobacteria; A 


446444 Bacteria_16S 


caeruleus subsp. 


Actinomycetales; 


446444 Bacteria_16S 


mMatsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


446444 Bacteria_16S 


texasensis strain 
texasensis Bacter 
Actinosynnematace 


gi 


e; Corynebacterium. 

1236150 1236094 1 57 gi 
strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 

1251195 1251139 1 57 gi 

16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


1269309 1269253 1 57 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


1348248 1348192 1 57 gi 
in MPOB 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Deltaproteo 
eae; Syntrophobacter. 
1351288 1351232 1 
osomal RNA, partial sequence 


57 gi 


265678402 


963457 96488 
nebacterin 


265678360 
uence 
ia; 


265678357 
quence 
Actinomyc 


265678346 


1047573 10490 
omonospori 


265678327 
uence 


224581425 


1122944 11244 


illus. 
253680767 
equence 


a; Actinobacteria; Actinobacteridae; Actinomycet 


219878254 
ar 
ridae; 
219857412 
12499 


ales; 


219846421 
equence 
teria; Des 
228720860 
uence 
bacteria; 


228720546 


1349993 13514 


Syntro 


ref |NR_028704.1 
eae; Nocardiacea 
ref |NR_028662.1 

1026088 102759 
phobacterales; S 


ref|NR_028659.1 
1030633 103211 
etales; Micromon 


ref|NR_028648.1 


neae; Micromonos 


ref |NR_028629.1 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Desulfobacca 

1 Desulfobacca 

yntrophaceae; 


Micromonospora 
4 Micromonospora 


osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Rhodococcus 


e; Actinomycet 


1074605 107593 
ales; Coryne 


5 Rhodococcus 
bacterineae; 


tial seq 
Act 


Cory 


ref|NR_027206.1 
63 Lactobacillus 
ref|NR_028015.1 
133500 113488 
ales; Corynebact 


, 


ref |NR_025393.1 
uence 123486 
inomycetales; Co 


ref|NR_025000.1 
18 1251238 Mycoba 
nebacterineae; M 


ref|NR_026012.1 
1267974 126947 
ulfuromonadales; 
ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_027594.1 


Lactobacillus antri 
antri Bacteria; 


Corynebacterium 
1 Corynebacterium 
erineae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Syntrophobacter 
7 Syntrophobacter 


les; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
1440539 1440483 1 57 gi|224581428|ref|NR_027210.1| Lentzea violacea 
ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
ctinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
1452665 1452609 1 57 gi|224581419|ref|NR_027200.1| Micromonospora 
n AA459 16S ribosomal RNA, partial sequence 1451367 1452843 Micromonospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Micromonospora. 
1461615 1461559 1 57 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
1495047 1494991 1 57 gi|219846703|ref|NR_026295.1| Couchioplanes 
caeruleus strain DSM 44103 16S ribosomal RNA, partial sequence 1493762 1495216 
Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporineae; Micromonosporaceae; Couchioplanes. 
1532667 1532611 1 57 gi|219857427|ref|NR_025015.1| Micromonospora 
ain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Micromonospora. 
1537171 1537115 1 57 gi|219857378|ref|NR_024966.1| Saccharothrix 
NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 
1538734 1538678 1 57 gi|219857377|ref|NR_024965.1| Saccharothrix 


446444 Bacteria_16S 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Saccharothrix. 


1537426 153893 


5 Saccharothrix 


446444 Bacteria_16S 1540295 1540239 1 57 gi 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
446444 Bacteria_16S 1543404 1543348 1 57 gi 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, parti 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; 
Actinosynnemataceae; Actinokineospora. 

446444 Bacteria_16S 1561325 1561269 1 57 gi 
canariasense strain 502329 16S ribosomal RNA, partial s 
canariasense Bacteria; Actinobacteria; Actinobacteridae 
Mycobacteriaceae; Mycobacterium. 
446444 Bacteria_16S 1574820 1574764 1 


57 gi 


strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 15750 
nocardin 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
446444 Bacteria_16S 1576346 1576290 1 57 gi 
strain JCM 9114 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
446444 Bacteria_16S 1666331 1666275 1 57 gi 
albatum strain R 761-7 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Kibdelosporangium. 
446444 Bacteria_16S 1727286 1727230 1 57 gi 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial s 
rhodesiae Bacteri 
Mycobacteriaceae; Mycobacterium. 

446444 Bacteria_16S 1728825 1728769 1 
strain DSM 44222 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 1730361 1730305 1 57 gi 


57 gi 


strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 17305 
ne 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 1731874 1731818 1 57 gi 
moriokaense strain DSM 44221 16S ribosomal RNA, partial 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacteriaceae; Mycobacterium. 

446444 Bacteria_16S 1867244 1867188 1 57 gi 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
446444 Bacteria_16S 1953934 1953878 1 57 gi 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

446444 Bacteria_16S 2031488 2031432 1 57 gi 
variabile strain DSM 20132 16S ribosomal RNA, partial s 
variabile Bacteri 
Corynebacteriaceae; Corynebacterium. 

446444 Bacteria_16S 2034501 2034445 1 57 gi 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial 
smegmatis Bacteri 
Mycobacteriaceae; Mycobacterium. 

446444 Bacteria_16S 2091283 2091227 1 57 gi 
heidelbergense strain 2554/91 16S ribosomal RNA, partia 
heidelbergense Bacteria; Actinobacteria; Actinobacterid 
Mycobacteriaceae; Mycobacterium. 
446444 Bacteria_16S 2112674 2112618 1 
pinnipedii strain 6482 1 
Bacteria; Actinobacteria 


57 gi 
6S ribosomal RNA, partial seque 
; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis complex. 
446444 Bacteria_16S 2129346 2129290 1 57 gi 
africanum strain ATCC 25420 16S ribosomal RNA, partial 
africanum Bacteria; Acti 
Mycobacteriaceae; Mycobacterium; Mycobacterium tubercul 
446444 Bacteria_16S 2130825 2130769 1 57 gi 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, parti 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae 
Mycobacteriaceae; Mycobacterium. 
446444 Bacteria_16S 2132330 21322741 
tokaiense strain ATCC 27282 16S 
tokaiense Bacteria; Acti 
Mycobacteriaceae; Mycobacterium. 


57 gi 
ribosomal RNA, partial 


do 


al 
Ac 


eq 


do 


6S ribosomal RNA, partial sequence 1575051 15765 


donocardin 


nc 
al 


eq 
a; Actinobacteria; Actinobacteridae; Act 


16S ribosomal RNA, partial sequence 1727522 17290 
ne 


omonospori 


Ac 


eq 
a; Actinobacteria; Actinobacteridae; Act 


se 
a; Actinobacteria; Actinobacteridae; Act 


1 
ae 


nc 
al 


se 
nobacteria; Actinobacteridae; Act 
os 


al 


, 


se 
nobacteria; Actinobacteridae; Act 


446444 Bacteria_16S 2133833 2133777 1 57 gi 


219857376 


219857374 


219846147 
uence 


, 


219856868 


219856867 


219878431 
e 16650 
es; 


219878390 
uence 


219878389 


bacterin 
219878388 


bacterin 
219878387 

sequence 
Actinomyc 


219878290 
18659 


219878226 
sequence 
tinomyce 


219878175 
uence 
inomycet 


219878172 
quence 
inomycet 


219878129 
sequence 
Actino: 


’ 


219857660 
e 21113 
es; Cory 


219857649 
quence 

inomycet 
is compl 
219857648 
sequenc 
Actinomy 


219857647 
quence 
inomycet 


15389 
nocardin 


sequenc 
tinomyce 


Actinomy 


Pseu 


inomycet 


ref|NR_024964.1 
eae; 
ref|NR_024962.1 


tales; 


ref |NR_025737.1 
cetales; 
ref|NR_024687.1 


eae; 
ref 


Actinosynn 
NR_024686.1 


eae; Actinosynn 
ref|NR_025570.1 
31 1666519 Kibde 
donocardineae; 


ref|NR_025529.1 
1725987 172747 
ales; Corynebac 


, 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacter 
ref|NR_025526.1 

1730570 173206 
etales; Coryneb 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025365.1 
1952641 195404 


tales; Corynebac 


NR_025314.1 
2030195 203163 
Corynebact 


ref|/NR_025311.1 
2033216 203470 
ales; Corynebact 


v 


ref|NR_025268.1 
2089993 209143 
mycetales; Coryn 


ref|NR_025249.1 
81 2112761 Mycoba 
nebacterineae; 


ref|NR_025238.1 

2128040 212947 
ales; Corynebact 
ex. 
ref|NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


v 


ref|NR_025236.1 
2131039 213248 
ales; Corynebac 


v 


219857646 


poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 


86 1540484 Crossi 
Pseudonocar 


e 1542095 154360 


Pseudonoc 


1560055 156148 
Coryneb 


1 
P 


t 


i 


a 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 

Actinokineospora 
6 Actinokineospora 
ardineae; 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
e 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
e 


mataceae; Lentzea. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Corynebacterium 

7 Corynebacterium 
terineae; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


Mycobacterium 
cterium pinnipedii 


Mycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
8 Mycobacterium 
acterineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


ref|NR_025235.1 
2132540 213398 


Mycobacterium 
9 Mycobacterium 


poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


446444 Bacteria_16S 
strain ATCC 19422 


446444 Bacteria_16S 
strain ATCC 51384 


446444 Bacteria_16S 
strain ATCC 927 1 


446444 Bacteria_16S 


aetherivorans strain 10bc312 16S ribosomal RNA, partial 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
446444 Bacteria_16S 
strain NRCM 00-25 


446444 Bacteria_16S 
strain FI-13295 1 


446444 Bacteria_16S 
strain MH5408 16S 


16S ribosomal 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


16S ribosomal 
Actinobacteria; Actinoba 


6S ribo 
Actinobacteria; Actinoba 


2135346 2135290 1 


2136864 2136808 1 


2165538 2165482 1 


2174659 2174603 1 


2218577 2218521 1 


2328104 2328048 1 


2371927 2371875 1 


57 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


57 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


57 


57 


57 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


57 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


53 


ribosomal RNA, partial sequence 


gi| 219857645 


gi|219857644 


gi| 219857625 


somal RNA, partial sequence 2164214 21657 
cteridae; Actinomycetales; Corynebacterineae; 


219857619 
sequence 


gi 


219857587 
22172 


gi 
gi|219857511 


gi] 219857479 
2370638 23720 


21340 


21355 


Actinomycetales; 


Tenericutes; Moll 


446444 Bacteria_16S 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Rhodococcus. 
446444 Bacteria_16S 


Nocardiaceae; 


strain B1/T1 16S 
Tenericutes; Moll 


446444 Bacteria_16S 
strain TB 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


446444 Bacteria_16S 


strain Z 16S ribo 
Clostridia; 


Bacteria; Firmicu 


446444 Bacteria_16S 


strain FI-25796 1 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
446444 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


446444 Bacteria_16S 


strain K97-0003 1 
Actinobacteria; A 


446444 Bacteria_16S 


strain SM2-1 16S 


Proteobacteria; G 


446444 Bacteria_16S 


marinintestina st 


marinintestina Bacteria; 


Shewanella. 


446444 Bacteria_16S 


rectilineatus str 


rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Actinoplanes. 
446444 Bacteria_16S 


minutisporangium 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; 
Cryptosporangiaceae; Cryptosporangium. 


Frankineae; 


icutes; Mycoplasmataceae; Mycoplasma. 


2422319 2422263 1 57 gi 


2484112 2484056 1 57 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485624 2485568 1 57 gi 


gi 


icutes; Mycoplasmataceae; Mycoplasma. 
2515886 2515834 19 ee gi 


Caloramator. 
57 gi 


Clostridiaceae; 
2527989 2527933 1 

tes; Clostridia; Clostridiales; 
2594804 2594748 1 57 


Peptococ 
gi 


2640808 2640752 1 57 gi 
16S ribosomal RNA, partial sequence 


2669383 2669327 1 57 gi 
M 44228 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Actin 
e; Saccharopolyspora. 
2725046 2724990 1 57 gi 
ctinobacteridae; Actinomycetales; Microm 
2734211 2734155 1 57 gi 
ribosomal RNA, partial sequence 

ammaproteobacteria; Alteromonadales; 
2737191 2737135 1 57 gi 
rain IK-1 16S ribosomal RNA, partial s 
Proteobacteria; 


eq 
Gammaproteobacte 


2796911 2796855 1 57 gi 


ain IFO 13941 16S ribosomal RNA, partial 


446444 Bacteria_16S 


219857445 


219857394 
2482825 24842 


219857393 
2484337 24857 


219857367 
somal RNA, partial sequence 2514611 2516064 Caloramator coolhaas 
Clostridiales; 
446444 Bacteria_16S 
alkaliphilum strain S1 16S ribosomal RNA, partial sequenc 


219857359 


219857272 
6S ribosomal RNA, partial sequence 2593502 25949 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


446444 Bacteria_16S 219857231 


219857211 


219857172 
6S ribosomal RNA, partial sequence 2723739 27 


219857165 
2732909 27 

Shewanel 
219857163 


219857119 


e 25266 
caceae; 


bacterin 


26395 
bacterin 


nce 
omycetal 


252 
onospori 


343 
lac 


uence 


ria; Alt 


Actinomycetales; 
2798432 2798376 1 57 gi|219857118|ref|NR_024746.1 
strain IFO 15962 16S ribosomal RNA, partial sequence 279714 


2799954 2799898 1 57 gi 


219857117 


sequence 2795622 27970 


ref|NR_025234.1 


ref |NR_025233.1 


ref|NR_025214.1 
35 Mycobacterium 


ref 
2 


NR_025208.1 
173451 21748 


ref|NR_025175.1 
Mycobacter 
ref|NR_025099.1 
77 Mycobacterium 


ref|NR_025067.1 


ref |NR_025033.1 
2421026 242250 


ref|NR_024982.1 


ref|NR_024981.1 


ref|NR_024955.1 


i 


ref |NR_024947.1 
73 2528174 Desulf 
Desu 
ref|NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024839.1 

2668117 266958 
es; Pseudonocard 
ref|NR_024800.1 
neae; Micromonos 
ref |NR_024793.1 


eae; Shewanella. 
ref|NR_024791.1 

2735889 273732 
eromonadales; Sh 
ref|NR_024747.1 
9 


5 
Corynebacterineae; 


1lfotomaculum. 


Mycobacterium microti 


40 2135523 Mycobacterium microti 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium brumae 


74 2137022 Mycobacterium brumae Bacteria; 
Mycobacteri 


aceae; Mycobacterium. 
Mycobacterium marinum 
marinum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Rhodococcus 
9 Rhodococcus 


Mycobacterium lacus 


72 2218741 Mycobacterium lacus Bacteria; 
iaceae; Mycobacterium. 


Mycobacterium doricum 
doricum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


Rhodococcus 
2 Rhodococcus 


Corynebacterineae; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Desulfotomaculum 
otomaculum alkaliphilum 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Longispora albida 


14 Longispora albida Bacteria; 


poraceae; Longispora. 
Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
ewanellaceae; 


Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


ref|NR_024745.1 


Actinoplanes lobatus 


strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


446444 Bacteria_16S 2801477 2801421 1 


strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 28016 


57 


gi|219857116 


ref|NR_024744.1 


Actinoplanes italicus 


59 Actinoplanes italicus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


446444 Bacteria_16S 2802998 2802942 1 


57 


gi|219857115 


ref |NR_024743.1 


Actinoplanes humidus 


strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


446444 Bacteria_16S 2804519 2804463 1 


57 


gi|219857114 


ref |NR_024742.1 


Actinoplanes digitatis 


strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


446444 Bacteria_16S 2806041 2805985 1 


derwentensis strain IFO 14935 16S ribosomal RNA, partia 
derwentensis Bacteria; Actinobacteria; Actinobacteridae 


Micromonosporaceae; Actinoplanes. 
446444 Bacteria_16S 2807563 2807507 1 


2 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 
consettensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 
446444 Bacteria_16S 2809085 2809029 1 


2 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 
446444 Bacteria_16S 2830189 2830133 1 


strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Catenuloplanes. 


446444 Bacteria_16S 2891802 2891746 1 


capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 


57 


57 


57 


57 


57 


gi|219857113 


gi| 219857112 


gi|219857111 


gi| 219856904 


gi| 219856862 


1 sequence 
7 


ref|NR_024741.1 


ref |NR_024740.1 


ref |NR_024739.1 


ref|NR_024725.1 


ref|NR_024681.1 
2890502 289195 


omonosporineae; Micromonosporaceae; Actinoplanes. 


Actinoplanes 


2804752 2806224 Actinoplanes 
Actinomycetales; Micromonosporineae; 


Actinoplanes 


2806275 2807745 Actinoplanes 
Actinomycetales; Micromonosporineae; 


Actinoplanes 


2807796 2809267 Actinoplanes 
Actinomycetales; Micromonosporineae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 
omonosporineae; Micromonosporaceae; 


Actinoplanes 
8 Actinoplanes 


capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporaceae; Actinoplanes. 
446444 Bacteria_16S 2906975 2906919 1 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


446444 Bacteria_16S 2938826 2938770 1 


cyanogriseus strain IFO 14455 16S ribosomal RNA, partia 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 


Pseudonocardiaceae; Actinoalloteichus. 
446444 Bacteria_16S 2940345 2940289 1 


57 


57 


57 


IFO 16102 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 


446444 Bacteria_16S 2941866 2941810 1 


aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 


Micromonosporaceae; Virgisporangium. 
446444 Bacteria_16S 2943382 2943326 1 


ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Micromonosporaceae; Virgisporangium. 
446444 Bacteria_16S 2955467 2955411 1 


strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


446444 Bacteria_16S 2987446 2987390 1 


wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actin 


Nocardiaceae; Rhodococcus. 
446444 Bacteria_16S 2988972 2988916 1 


strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


446444 Bacteria_16S 3023832 30237761 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 


Gordoniaceae; Gordonia. 
446444 Bacteria_16S 3052746 3052690 1 


strain GraMall 16S ribosomal RNA, complete sequence 3051418 30529 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobact 


446444 Bacteria_16S 3093335 3093279 1 


57 


57 


57 


57 


57 


57 


57 


57 


strain TA68 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


446444 Bacteria_16S 3103874 3103818 1 


gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy: 


Micromonosporaceae; Verrucosispora. 
446444 Bacteria_16S 3148939 3148883 1 


falsenii CCUG 33651 16S ribosomal RNA, partial sequence 


57 


57 


gi|219856852 
29056 


n 
gi| 219856831 
1 


gi| 219856830 
2939058 29405 


gi|219856829 
gi| 219856828 


gi| 219856820 


gi| 219846932 


gi| 219846931 


gi| 219846908 


gi|219846887 


gi| 219846860 
3092041 30935 


gi|219846853 


sequence 
Actinomycetales; Pseudonocardineae; 


ref|NR_024671.1 


ref |NR_024650.1 
2937540 293900 


ref|NR_024649.1 


ref|NR_024648.1 
2940579 294204 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


ref|NR_024639.1 


eae; Gordoniacea 
ref|NR_026524.1 
298615 
omycetales; Cory 


ref |NR_026523.1 


eae; Gordoniacea 
ref|NR_026500.1 

3022528 302398 
tinomycetales; C 


ref |NR_026479.1 


ref|NR_026452.1 


; Micrococcaceae 
ref |NR_026445.1 
102586 310404 
cetales; Micromo 


Ww 


gi| 219846823 


Williamsia maris 


66 2907143 Williamsia maris Bacteria; 
ebacterineae; Williamsiaceae; Williamsia. 


Actinoalloteichus 
7 Actinoalloteichus 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


Virgisporangium 
7 Virgisporangium 


etales; Micromonosporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 


e; Skermania. 
Gordonia 

4 Gordonia 
orynebacterineae; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
eraceae; Malonomonas. 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Verrucosispora 
7 Verrucosispora 
nosporineae; 


ref|NR_026415.1 


Corynebacterium 


3147642 3149116 Corynebacterium falsenii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 
446444 Bacteria_16S 
thiophila strain 
Bacteria; 
446444 Bacteria_16S 
strain DSM 4132 1 
Firmicutes; Clost 
446444 Bacteria_16S 
carbinolicum stra 
carbinolicum Bacteria; 
446444 Bacteria_16S 

wieringae strain 
wieringae Bacteri 
446444 Bacteria_16S 
strain DSM 1030 1 
Firmicutes; Clost 
446444 Bacteria_16S 
strain DSM 6035 1 
Firmicutes; 
446444 Bacteria_16S 
strain DSM 4864 1 
Firmicutes; 
446444 Bacteria_16S 
pantelleriensis s 
pantelleriensis B 
Halomonas. 
446444 Bacteria_16S 
vinaceum strain D 
vinaceum Bacteria; 


Proteobacteria; 


ridia; 


Lactobacillales; 


3161313 3161257 1 


3280866 3280826 10 


Clostridiales; 
3282385 3282345 10 


3320462 33204141 
Proteobacteria; 


3325024 3324968 1 


Micromonosporaceae; Dactylosporangium. 


446444 Bacteria_16S 
roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 
446444 Bacteria_16S 
matsuzakiense str 
matsuzakiense Bac 


3326551 3326495 1 


3328072 3328016 1 


Micromonosporaceae; Dactylosporangium. 


446444 Bacteria_16S 
fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 
446444 Bacteria_16S 
strain DSM 43151 


446444 Bacteria_16S 
brasiliensis stra 


3329591 3329535 1 


3334143 3334087 1 


3335637 3335581 1 


Micromonosporaceae; Actinoplanes. 


446444 Bacteria_16S 
strain DSM 44183 


446444 Bacteria_16S 
parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 
446444 Bacteria_16S 
austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 
446444 Bacteria_16S 
DSM 803 16S ribos 


Micromonospora. 
446444 Bacteria_16S 
thailandense DSM 
Bacteria; Actinob 
Dactylosporangium. 
446444 Bacteria_16S 


3337133 3337077 1 


3338643 3338587 1 


3340155 3340099 1 


3341678 3341622 1 


omal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microm 


3343204 3343148 1 


3344724 3344668 1 


57 


50 


50 


Lactobacillus. 

49 gi|219846706|ref|NR_026298.1 
equence 3319157 332063 
Gammaproteobacteria; Oceanospirillales; 
57 gi|219846702|ref|NR_026294.1 
quence 3323723 332519 
tinomycetales; Micromonos 

57 gi|219846701|ref|NR_026293.1 


57 


57 


S57 


57 


57 


57 


57 


57 


57 


57 


gi 


NZ27 16S ribosomal RNA, partial sequen 
Deltaproteobacteria; Desulfur 


gi 


gi 


train AAP 16S ribosomal RNA, partial s 
acteria; 


SM 43823 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


gi 


ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


in DSM 43805 16S ribosomal RNA, partia 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae 


gi 


gi 


ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


gi 


train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacterida 
Mycobacterium. 


gi 


gi 


43158 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


2 


2 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


2 


6S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillaceae; 


43916 16S ribosomal RNA, partial sequence 33252 
acteria; Actinobacteridae; Actinomycet 


al 


al 


al 


us 
; 


al 


rt 


al 


ce 
omonadales; 


Ac 


219846700 


219846699 
43917 16S ribosomal RNA, partial sequence 33282 
acteria; Actinobacteridae; Actinomycet 


219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


219846695 


219846694 
16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
219846693 


219846692 


219846690 


3340376 3341852 Micromono 


219846689 


19846815 
31599 


ref|NR_026407.1 
80 3161460 Desul 

De 
ref 


19846734 NR_026326.1 


rium. 
ref |NR_026325.1 


etobacte 
19846733 


06 Lactobacillus 


49 3326720 Dactyl 


es; Micromonosporineae; 
ref |NR_026292.1 
sequence 3326771 332823 
Actinomycetales; 


ref|NR_026291.1 
90 3329764 Dacty 
es; Micromonosporineae; 
ref |NR_026288.1 
00 Actinoplanes 
Micromonos 
ref |NR_026287.1 
sequence 3334351 333579 
Actinomycetales; 


ref |NR_026286.1 
03 Mycobacterium 
bacterineae; Mycobacteri 
ref |NR_026285.1 
sequence 3337354 333881 
Actinomycetales; Coryne 


ref 
ial sequence 
e; Actinomyc 


NR_026284.1 

333886 
etales; Cory 
ref |NR_026282.1 
spora rosari 
onosporineae; Micromonos 


ref|NR_026281.1 
3341903 3343371 Dactyl 
Micromonosporineae; 


e 
es; 


inositola DSM 43819 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


219846688 


f 
sulfuromonadaceae; 


Desulfuromonas 
uromonas thiophila 
Desulfuromonas. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 


in DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3283909 3283869 10 50 gi|219846732|ref|NR_026324.1| Acetobacterium 
DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
a; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3285434 3285394 10 50 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
6S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

3305389 3305333 1 57 gi|219846718|ref|NR_026310.1| Lactobacillus panis 
6S ribosomal RNA, partial sequence 3304055 3305544 Lactobacillus panis Bacteria; 

Lactobacillales; Lactobacillaceae; Lactobacillus. 
3306929 3306873 1 57 gi|219846717|ref|NR_026309.1| Lactobacillus oris 


oris Bacteria; 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Dactylosporangium 
8 Dactylosporangium 


porineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


Micromonosporineae; 


Dactylosporangium 


losporangium fulvum 


Micromonosporaceae; 


Actinoplanes regularis 


regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


ref|NR_026280.1 
3343422 3344899 Microm 


Micromonospora 
onospora inositola 


446444 Bacteria_16S 3346252 3346196 1 57 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

446444 Bacteria_16S 3347778 3347722 1 57 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

446444 Bacteria_16S 3349304 3349248 1 57 gi|219846685|ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

446444 Bacteria_16S 3364802 3364754 1 49 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 

446444 Bacteria_16S 3386061 3386013 1 49 gi|219846659|ref|NR_026251.1| Chromohalobacter 
marismortui strain ATCC 17056 16S ribosomal RNA, partial sequence 3384746 3386168 Chromohalobacter 
marismortui Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

446444 Bacteria_16S 3396479 3396423 1 57 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

446444 Bacteria_16S 3408732 3408676 1 Di gi|219846640|ref|NR_026232.1| Syntrophobacter 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 3408881 Syntrophobacter 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Syntrophobacter. 

446444 Bacteria_16S 3429609 3429553 1 57 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

446444 Bacteria_16S 3432469 3432413 1 57 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

446444 Bacteria_16S 3433917 3433861 1 se gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

446444 Bacteria_16S 3451889 3451841 1 49 gi|219846609|ref|NR_026201.1| Thermotoga elfii 


strain DSM 9442 1 
Thermotogae; 


strain DSM 43205 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 
marinonascens str 


marinonascens Bac 
Nocardiaceae; 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
446444 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


446444 Bacteria_16S 
acidigallici stra 
acidigallici Bact 


Pelobacter. 


446444 Bacteria_16S 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


446444 Bacteria_16S 


strain 1066 16S r 


446444 Bacteria_16S 


komossense strain 


Ther 
446444 Bacteria_16S 


Rho 
446444 Bacteria_16S 


motogales; Thermotogaceae; 


3473213 3473157 1 


Thermotoga. 
57 gi 


ne 
3474748 3474692 1 
16S ribosomal RNA, 


57 gi 
complete sequence 
ne 
3477797 3477741 1 57 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3482282 3482226 1 57 gi 
16S ribosomal RNA, partial sequence 


al 
e; 


no 
3493027 34929711 57 gi 
ATCC 43826 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3521715 3521659 1 57 gi 
in DSM 2377 16S ribosomal RNA, partial 
eria; Proteobacteria; Deltaproteobacte 


se 
id 


s 
ri 


3524741 3524685 1 57 gi 
CIB 12823 16S ribosomal RNA, partial s 
; Actinobacteria; Actinobacteridae; Ac 
e; Saccharopolyspora. 

3616376 3616320 1 57 
ibosomal RNA, partial sequence 


eq 
ti 


gi 


ne 


6S ribosomal RNA, partial sequence 3450571 34520 
219846594 
16S ribosomal RNA, partial sequence 3471913 34733 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


446444 Bacteria_16S 219846593 


219846591 


219846588 


219846562 


219846560 


219846495 
3615060 36165 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


bacterin 


34734 
bacterin 


sequenc 


34809 


quence 
ae; Acti 


equence 
a; Desul 


uence 
nomyceta 


bacterin 


3617886 3617830 1 57 gi 
Ko2 16S ribosomal RNA, partial sequence 


219846494 


Actinomycet 


mycineae; 
219846581 


ref 


eae; 
ref 


eae; 
ref 


ref 


; Ac 
ref 


nomy 


ref 
les; 
ref 


eae; 


44 3474924R 


e 3476498 3 


66 3482380 Actin 


3491744 3 


furomonadal 


3523483 352488 


15 Mycobacterium 


NR_026186.1 


Nocardiacea 
NR_026185.1 
hodoc 

Nocardiacea 
NR_026183.1 
47797 
ales; Coryne 
NR_026180.1 
° 
tinomycetace 
NR_026173.1 
4932 
Co 


cetales; 


NR_026152.1 
Pseudonocar 
NR_026087.1 


Mycobacteri 


ref 


89 Thermotoga elfii Bacteria; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 
bacterineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Mycobacterium 

9 Mycobacterium 
ynebacterineae; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 


NR_026086.1 


Mycobacterium 


3616566 3618027 Mycobacterium komossense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 
446444 Bacteria_16S 


3625017 3624961 1 


a | 


strain 3015 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


446444 Bacteria_16S 
strain ATCC 35799 


Mycobacterium. 
446444 Bacteria_16S 


3626562 3626506 1 


3631297 36312411 


57 


16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


57 


strain Dfr2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
446444 Bacteria_16S 


3632822 3632766 1 


Deltaproteobacteria; Desulfuromonadales; 


57 


strain Dfrl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
446444 Bacteria_16S 
strain ATCC 43910 


Mycobacterium. 
446444 Bacteria_16S 


gelidimarina strain ACAM 456 16S ribosomal RNA, partial 


gelidimarina Bacteria; 
446444 Bacteria_16S 
bohemicum strain 


3637307 3637251 1 


3658742 3658686 1 


Proteobacteria; 
3664900 3664844 1 


Deltaproteobacteria; Desulfuromonadales; 


57 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


57 


Gammaproteobacteria; 


So 


DSM 44277 16S ribosomal RNA, partial sequence 


gi| 219846489 
3623734 36252 


219846488 
36252 


gi 


gi|219846485 
3629961 36314 


gi|219846484 
3631486 36329 


219846481 
36360 


gi 


219846466 
sequence 


gi 


gi|219846462 


Corynebacterineae; 


Geobacteraceae; 


Geobacteraceae; 


02 3637503 Mycob 
Corynebacterineae; 


Alteromonadales; 


ref|NR_026081.1 
17 Mycobacterium 
Mycobacter 
ref|NR_026080.1 
68 3626729 Mycob 


ref|NR_026077.1 


ref |NR_026076.1 


ref |NR_026073.1 


ref|NR_026058.1 
3657404 365891 


ref |NR_026054.1 
3663577 366509 


Shewanellaceae; 


Mycobacterium simiae 
simiae Bacteria; 


iaceae; Mycobacterium. 


Mycobacterium szulgai 


acterium szulgai 
Mycobacteriaceae; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
Geobacter. 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 
Geobacter. 


Mycobacterium duvalii 


acterium duvalii 
Mycobacteriaceae; 


Shewanella 
0 Shewanella 
Shewanella. 
Mycobacterium 
2 Mycobacterium 


bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 
446444 Bacteria_16S 


auranticolor strain 253 16S ribosomal RNA, partial sequence 37119 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 
446444 Bacteria_16S 


philippinensis strain P-15 16S ribosomal RNA, partial s 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacterium. 


3713243 3713187 1 


3714704 3714648 1 


Micromonosporaceae; Actinoplanes. 


446444 Bacteria_16S 
hassiacum strain 


Mycobacterium. 
446444 Bacteria_16S 


3722247 37221911 


3762402 3762346 1 


57 


57 


57 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


57 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; 
446444 Bacteria_16S 
palmitatis strain 
Bacteria; 
446444 Bacteria_16S 
strain Wai33 16S 
Deinococcus-Thermus; 
446444 Bacteria_16S 
strain IFO 15965 


446444 Bacteria_16S 


yamanashiensis strain YU 127-1 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 
Spirilliplanes. 


Micromonosporaceae; 
446444 Bacteria_16S 
strain DSS12 16S 
Proteobacteria; 

446444 Bacteria_16S 


3774268 3774212 1 


3877459 38774111 


3903601 3903545 1 


3918553 3918497 1 


3951625 3951569 1 


4039747 4039691 1 


Thermales; 


Deltaproteobacteria; Desulfuromonadales; 


57 


SDBY1 16S ribosomal RNA, partial sequence 37729 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


49 


ribosomal RNA, partial sequence 
Deinococci; 


57 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


57 


57 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


57 


Thermaceae; 


gi|219846428 


219846427 
equence 


gi 


219846420 
37209 


gi 


gi| 219846391 
3761076 37625 


gi| 219846382 


gi|219846311 
3876152 38776 
Thermus. 


gi| 219846293 


219846282 
sequenc 


gi 


gi|219846258 
3950287 39517 


gi|219846197 


Actinomycetales; 


52 3722442 Mycob 
Corynebacterineae; 


Geobacteraceae; 


41 3774411 Desul 


e 3917267 391873 
Actinomycetales; 


ref|NR_026019.1 


NR_026018.1 
3713443 371485 


ref|NR_026011.1 


ref |NR_025982.1 


ref|NR_025973.1 
£ 
De 


ref |NR_025901.1 


ref|NR_025883.1 


sporangiacea 
ref |NR_025872.1 
Micro 
ref |NR_025848.1 


Shewanella. 
ref |NR_025787.1 


sulfuromonadaceae; 


Actinoplanes 


82 3713392 Actinoplanes auranticolor 
Micromonosporineae; 


Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 


Micromonosporineae; 


Mycobacterium 


acterium hassiacum 
Mycobacteriaceae; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
Geobacter. 


Desulfuromonas 
uromonas palmitatis 
Desulfuromonas. 
Thermus filiformis 


26 Thermus filiformis Bacteria; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
Crypto 


e; Cryptosporangium. 
Spirilliplanes 

6 Spirilliplanes 
monosporineae; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 
Shewanellaceae; 


Mycobacterium 


cosmeticum strain 


cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


446444 Bacteria_16S 
nebraskense strain UNMC-MY1349 16S ribosomal RNA, 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


446444 Bacteria_16S 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


446444 Bacteria_16S 


pratensis strain 


LTA-388 16S ribosomal RNA, partial sequ 
Ac 
Mycobacterium. 

4063792 4063736 1 


57 gi 


complet 


Mycobacterium. 


Mycobacterium. 


enc 
tin 


219846177 


es 


Actinomycetales; 


4085169 4085097 1 72 gi 
F31 16S ribosomal RNA, partial sequence 


219846163 


e 4038441 4039947 Mycobacterium 
omycetales; Corynebacterineae; 


ref |NR_025767.1| Mycobacterium 
equence 4062487 4063992 Mycobacterium 
Corynebacterineae; 


4074399 4074343 1 ST gi|219846170|ref|NR_025760.1| Mycobacterium 
strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


ref|NR_025753.1| Methylobacillus 
4083873 4085273 Methylobacillus pratensis 


Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 


446444 Bacteria_16S 


strain W4937 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


446444 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


446444 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


446444 Bacteria_16S 


strain M175 16S r 


strain R18165 16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


446444 Bacteria_16S 


strain Z-7937 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


446444 Bacteria_16S 


californicum stra 
californicum Bact 


446444 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


446444 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


446444 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


446444 Bacteria_16S 


strain 3wWC2 16S r 
Firmicutes; Clost 


446444 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


446444 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


446444 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


446444 Bacteria_16S 


16S ribosomal RNA 
Clostridia; Clost 


446444 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


446444 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


446444 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. 


Clostridiaceae; C 


4116624 4116568 1 57 
ribosomal RNA, partial sequence 


gi 


4125892 4125836 1 57 gi 
Actinomycetales; Micrococcineae; Micr 
4184272 4184232 11 51 gi 
n SC 562 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 
4211447 42113911 57 gi 
n SA 233 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

4234253 42341971 57 
ibosomal RNA, partial sequence 


gi 


4238780 4238724 1 
ribosomal RNA, 


57 
complete sequence 


gi 


19376 19333 11 54 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


91838 91799 11 50 

ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
209645 209614 19 50 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
300819 300768 1 52 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
310035 309992 4 47 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Rumino 
314596 314565 19 50 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
337626 337583 11 54 gi 
n B 3028 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


gi 


590633 590598 19 54 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
892068 892029 11 50 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
921444 921393 6 57 gi 
s strain RHS1 16S ribosomal RNA, parti 


gi 


s Bacteria; Actinobacteria; Coriobacte 
; Slackia. 
995481 995434 10 57 gi 


strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

1184747 1184700 4 51 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
1266177 1266130 10 57 gi 
, partial sequence 
ridiales; Clostridiaceae; Clostridium. 
1979677 1979582 1 95 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2281248 2281197 1 52 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


90540 


219846140 


4115405 41168 
bacterin 


ne 
219846133 


somal RNA, partial sequence 4124587 4126026 Kocur 
occaceae 


oc 
219846088 
quence 
ales; 
219846068 
quence 
Actinomyc 


219846046 


4232932 42344 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 


nebacterin 
219846043 


4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
446444 Bacteria_16S 


nomycineae 
265679051 
sequence 
a; Sphingo 


265679002 
92000 
ceae; Natr 
265678923 
20835 
idiaceae; 
265678860 
uence 
smataceae; 
265678854 
30877 
coccaceae; 
265678851 
31331 
idiaceae; 
265678833 
quence 
Bifidobac 


265678659 


589361 59079 


Clostridiu 
265678450 


890778 89219 


ceae; Oren 
265678431 
al sequenc 
ridae; Cor 


265678381 
al sequenc 
tridiales; 


228717037 
ce 11834 
Ruminococc 
219846539 


219878209 
19783 
acterales; 
219857546 


2279959 22814 


219857512 


2326579 2326536 4 47 gi 
p- 


lostridium. 


Pept 


Firmicutes; 


ref |NR_025730.1 
eae; Nocardiacea 
ref|NR_025723.1 
ia marina Bacter 
; Kocuria. 
ref|NR_025678.1 
183005 418440 
ostreptococcacea 
ref|NR_025658.1 

4210162 421159 
etales; Pseudono 


rs 


ref|NR_025636.1 
22 Mycobacterium 
eae; Mycobacteri 
ref|NR_025633.1 
Actinomycetace 
NR_029359.1 
18082 19577 
bacteriales; Fle 


ref |NR_029310.1 
oniella. 
ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref|NR_029166.1 

299496 300945 
Mycoplasma. 
ref|NR_029160.1 
4 310144 Rumino 
Ruminococcus. 
ref|NR_029157.1 
5 314767 Clostr 
Clostridium. 
ref |NR_029138.1 
336318 337835 
teriales; Bifido 


ref |NR_028964.1 
m. 

ref|NR_028752.1 
ia. 
ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 


ref |NR_028683.1 
e 994185 995652 
Clostridiales F 


ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|/NR_026131.1 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025134.1 


ref 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Kocuria marina strain 
ia; Actinobacteria; 


Tepidibacter 
8 Tepidibacter 
e; Tepidibacter. 
Saccharothrix 
0 Saccharothrix 
cardineae; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Hymenobacter 
Hymenobacter 

xibacteraceae; 


Natroniella acetigena 


Natroniella acetigena Bacteria; 


Clostridium sporogenes 
idium sporogenes 


Mycoplasma 
Mycoplasma 


Ruminococcus callidus 
coccus callidus 


Clostridium botulinum 
idium botulinum A 


Parascardovia 
Parascardovia 


bacteriaceae; 


Clostridium colicanis 


5 Clostridium colicanis Bacteria; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Slackia 
Slackia 
oriobacterineae; 


Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Clostridium grantii Al 


1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


Desulfobacterium 
obacterium anilini 

eae; Desulfobacterium. 
Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Clostridium 


NR_025100.1 


leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 
leptospartum Bacteria; 


Clostridia; 


2325260 2326777 
Clostridiales; 


446444 Bacteria_ 


strain BD-87 16S 
Firmicutes; 


Actinobacteria; 


446444 Bacteria_ 
acidaminophilum s 
acidaminophilum Bacteria; 
446444 Bacteria_ 


strain SEBR 4211 
Firmicutes; 


446444 Bacteria_ 
strain SG3902 16S 
Clostridia; 


Firmicutes; 


446444 Bacteria_ 
strain CCUG 32789 
Bacteria; Actinob 


Actinomyces. 


446444 Bacteria_ 
DSM 10228 16S rib 
Clostridia; 


Firmicutes; 


446444 Bacteria_ 
paraputrificum st 
paraputrificum Bacteria; 
446444 Bacteria_ 
flavefaciens stra 


Bacteria; 


446444 Bacteria_ 
laevolacticus str 
laevolacticus Bacteria; 
446444 Bacteria_ 


strain BAL-1 16S 


Chrysiogenetes; C 
446444 Bacteria_ 
strain FF3 16S ri 


Firmicutes; 


Firmicutes; 


Bacteroidetes; 


strain AIP313.00 
Firmicutes; 


446444 Bacteria_16S 


Bacillales; 
446444 Bacteria_ 
cavipharyngis str 
cavipharyngis Bac 
446444 Bacteria_ 
strain 4822 16S r 
Tenericutes; Moll 
446444 Bacteria_ 
ATCC 700122 16S r 
Cc 


Clostridia; 


Firmicutes; 


Clostridia; 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


16S 


51231 


16S 


16S 


2426910 2426863 3 
ribosomal RNA, partial sequence 

Planococcaceae; 
2475097 2475050 3 
ain 117C 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae 
2476592 2476545 3 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2520431 2520380 6 
ibosomal RNA, partial sequence 
oriobacteridae; 
2565511 2565460 6 
train DSM 3953 16S ribosomal RNA, partial sequen 
Firmicutes; Clostridiales; 
2616377 2616330 10 
16S ribosomal RNA, partial sequence 2615060 26165 
Clostridiales; Clostridiales Family XII. 
3017884 3017845 11 
ribosomal RNA, partial sequence 

Halanaerobiales; 
3224998 3224959 11 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


3265710 3265667 11 
osomal RNA, partial sequence 
Clostridiales; 
3550852 3550817 19 
rain ATCC 25780 16S ribosomal RNA, partial seque 
Firmicutes; Clostridiales; C 
3832013 3831970 4 
in C94 16S ribosomal RNA, partial sequence 38307 
Clostridia; Ruminococcaceae; 
3959082 3959039 4 
ain M-8 16S ribosomal RNA, 
Firmicutes; 
4173562 4173523 11 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 
nitratireducens Bacteria; 
446444 Bacteria_ 
alaskensis strain All 16S ribosomal RNA, 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
446444 Bacteria_ 


Firmicutes; 
51181 al 


131705 131655 1 
ribosomal RNA, 
hrysiogenales; Chrysiogenaceae; Chrysiogenes. 
146876 146826 1 
bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
446444 Bacteria_16S 
strain W6 16S rib 
Clostridia; 
446444 Bacteria_16S 

strain LC 1 16S r 


151369 151331 19 
osomal RNA, partial sequence 
Clostridiales; 
245054 245008 1 
ibosomal RNA, partial sequence 
Clostridia; 
446444 Bacteria_16S 
strain B-3 16S ri 
Firmicutes; Erysi 
446444 Bacteria_16S 
strain HTCC2597 1 


303842 303792 1 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
379520 379470 1 
6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
446444 Bacteria_16S 
hydrogeniphilus s 
hydrogeniphilus B 
446444 Bacteria_16S 
strain LAl 16S ri 
Flavobacteria; 
446444 Bacteria_16S 


621051 621001 1 
train AM1116 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Epsilonproteobacteria; 
745291 745245 1 
bosomal RNA, partial sequence 
Flavobacteriales; 
805663 805617 1 
16S ribosomal RNA, partial sequence 804384 80579 
Clostridiales; Veillonellaceae; 
846882 846832 1 


50 


50 


50 


57 


Coriobacteriales; 
57 


Clostridia; 
57 


50 


50 


54 


54 


Clostridia; 
47 


Clostridiales; 
47 


Bacillales; 
50 


Clostridia; 


51 


51 


complete sequence 


51 


57 


Clostridiac 


47 


51 


51 


51 


47 


47 


51 


strain 19 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


Clostridiales; 


gi 
24 


Viridibacillus. 


gi 


gi 
24 


gi 
25 


Coriobacterine 


gi 


gi 


gi 
30 


Halobacteroidaceae; 


gi 


gi 
32 


Clostridiaceae; 


gi 


gi 


gi 


complete sequence 
Sporolactobacilla 


gi 


Clostridiales; 


gi 


complete sequence 


gi 


130392 13190 


gi 


145646 14699 


Clostridiales; Veillonellaceae; 


219857441 
25586 24269 


219857400 


219857399 
75319 24767 


219857364 
19150 25206 


219857291 


219857255 


219846912 
16582 30179 
Oren 
219846771 
32236 
Acti 


219846744 
64433 32658 
Clostridiu 
219846543 


219846341 


219846253 


219846098 


265679030 


49907 


265678975 


265678965 


ref|NR_025029.1| Viridibacillus neidei 
98 Viridibacillus neidei Bacteria; 
ref|NR_024988.1| Mycoplasma 


2473825 2475268 Mycoplasma 
; Mycoplasma. 
ref|NR_024987.1| Mycoplasma fastidiosum 
73 Mycoplasma fastidiosum Bacteria; 


ref|NR_024952.1| Slackia exigua strain 
14 Slackia exigua ATCC 700122 Bacteria; 
ae; Coriobacteriaceae; Slackia. 
ref|NR_024922.1| Eubacterium 

ce 2564201 2565708 Eubacterium 
Eubacteriaceae; Eubacterium. 
ref|NR_024886.1| Fusibacter paucivorans 
84 Fusibacter paucivorans Bacteria; 
Incertae Sedis; Fusibacter. 


ref|NR_026504.1| Orenia salinaria 

18 Orenia salinaria Bacteria; 

ia. 

ref|NR_026363.1| Actinomyces europaeus 
89 3225098 Actinomyces europaeus 
nomycineae; Actinomycetaceae; 

ref |NR_026336.1| Clostridium vincentii 


96 Clostridium vincentii Bacteria; 
m. 
ref|NR_026135.1| Clostridium 


nce 3549572 3551038 Clostridium 
lostridiaceae; Clostridium. 
ref |NR_025931.1| Ruminococcus 
35 3832122 Ruminococcus flavefaciens 
Ruminococcus. 
ref|NR_025843.1| Sporolactobacillus 
3957761 3959244 Sporolactobacillus 
ceae; Sporolactobacillus. 
ref|NR_025688.1| Garciella 
4172278 4173748 Garciella 
Eubacteriaceae; Garciella. 
ref |NR_029338.1| Desulfovibrio 
51436 Desulfovibrio alaskensis 
; Desulfovibrionaceae; Desulfovibrio. 
ref|NR_029283.1| Chrysiogenes arsenatis 
2 Chrysiogenes arsenatis Bacteria; 


ref |NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 


aceae; Marinovum. 
gi|265678962|ref|NR_029270.1| Clostridium litorale 
150066 151566 Clostridium litorale Bacteria; 
eae; Clostridium. 
gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
243690 245115 Megasphaera elsdenii Bacteria; 
Megasphaera. 
gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 


302503 30397 


gi 


gi 


gi 


744001 74541 
Flavobacteriaceae 


gi 


gi 


265678802 


265678638 


265678550 


265678509 


Nautiliales; 


Anaeroglobus. 


7 Clostridium innocuum Bacteria; 


ref|NR_029107.1| Oceanicola batsensis 

0 Oceanicola batsensis Bacteria; 
Oceanicola. 

NR_028943.1| Caminibacter 

19766 621178 Caminibacter 
Nautiliaceae; Caminibacter. 
NR_028854.1| Psychroflexus tropicus 


ref 


a 


ref 


8 Psychroflexus tropicus Bacteria; 
+ Psychroflexus. 
ref|NR_028812.1| Anaeroglobus geminatus 


1 Anaeroglobus geminatus Bacteria; 


265678482 


ref|NR_028785.1| Clostridium scindens 


845553 847081 Clostridium scindens Bacteria; 
Clostridium. 


Clostridiaceae; 


446444 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


446444 Bacteria_16S 
acidiphilus strai 
acidiphilus Bacte 
446444 Bacteria_16S 


strain JCM 21370 


986086 986036 1 
6S ribosomal RNA, 


51 gi 


1064022 1063980 4 46 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
1071480 1071430 1 51 gi 


265678387 
complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678335 
uence 

acillaceae 
265678330 
16S ribosomal RNA, partial sequence 1070184 10716 


ref|NR_028689.1 
5 Acholeplasma 
eplasma. 
ref|NR_028637.1 
1062699 10642 
; Alicyclobacil 
ref|NR_028632.1 


3 
1 


Acholeplasma vituli 


vituli Bacteria; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 

446444 Bacteria_16S 1125812 1125762 1 51 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 

strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 

Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

446444 Bacteria_16S 1498066 1498020 1 47 gi|219846665|ref|NR_026257.1| Halanaerobium 

saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 

Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

446444 Bacteria_16S 1632739 1632689 1 51 gi| 219878455 |ref|NR_025594.1| Erysipelothrix 


inopinata strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


446444 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


446444 Bacteria_16S 


KMM 3909 16S ribo 
Flavobacteria; Fl 


446444 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


446444 Bacteria_16S 


sublithincola str 
sublithincola Bac 


446444 Bacteria_16S 


holothuriorum str 
holothuriorum Bac 
Salegentibacter. 


446444 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


446444 Bacteria_16S 


pomorum strain 3A 
Bacteria; Firmicu 


446444 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


446444 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


446444 Bacteria_16S 


strain IAM 12409 


Proteobacteria; B 


446444 Bacteria_16S 


australicum strai 
australicum Bacte 


446444 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


446444 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 
446444 Bacteria_16S 


Halanaerobiales; 


strain ATCC 33048 
Bacteria; Firmicu 


tes; 


143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1970474 1970424 1 51 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


es 


2032978 2032936 4 46 gi 
FR-11 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 
2083795 2083757 19 57 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2097454 2097408 1 47 gi 


Al 


se 
ac 


avobacteriales; Flavobacteriaceae; Mes 
2208019 2207969 1 51 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2423856 2423806 1 51 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 
2691997 2691951 1 47 gi 
ain KMM 3524 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 


on 


s 
la 


1 
la 


2712918 2712869 1 50 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2723498 2723456 4 46 gi 
16S ribosomal RNA, partial sequence 

tes; Bacillales; Alicyclobacillaceae; 
2729677 2729635 4 46 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2786543 2786501 4 46 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2848519 2848489 1 31 gi 


gi 


Al 


qu 
ac 
ia 
cl 


etaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
3264201 32641511 51 gi| 219846745 |ref|NR_026337.1 
n IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 326438 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicr 
3314359 3314309 1 51 gi|219846711|ref|NR_026303.1 
in G3 100 16S ribosomal RNA, partial sequence 3313036 331453 
eria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; D 
3376860 3376814 1 47 gi|219846666|ref|NR_026258.1 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial seq 


Halanaerobium. 
3411796 34117501 47 gi 
16S ribosomal RNA, partial sequence 


Clostridia; Clostridiales; Veillone 


446444 Bacteria_16S 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 


en 
219878215 
eq 


er 


219878174 
en 


219878134 
219878124 
somal RNA, partial sequence 2096154 2097581 Meson 


219857594 
2206719 22081 
219857443 


219857195 


219857180 
2711598 27 
219857173 
219857168 


219857126 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 


219846637 


ce 16314 
Erysip 


: elotrichaceae; E 


ref |NR_025354.1 
1969231 197053 
ospirillales; 


uence 
ia; Rhod 


ref|NR_025313.1 
81 2033165 Alicyc 
cillus. 
NR_025273.1 
2082477 208396 
ctobacillus. 
NR_025263.1 
lgae Bacteri 


ce 20316 
icycloba 


quence 
illaceae 
ref 
iaa 
ia. 


ref |NR_025182.1 


ref |NR_025031.1 
2422553 242399 
iales; Flavobact 
ref |NR_024823.1 
2690706 269211 
iales; Flavobact 


equence 
vobacter 


seque 
vobac 


nce 
ter 
ref|NR_024808.1 
129 


ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024711.1 


27 
icycl 


221 
oba 


ence 


illaceae 


1 sequen 
obacilla 


ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 


34104 
llaceae; 


3602754 3602708 11 57 gi 


219846505 


20 1632923 Erysip 


Rh 


elothrix inopinata 

rysipelothrix. 
Azospirillum 

3 Azospirillum 

odospirillaceae; 


Alicyclobacillus 
lobacillus hesperidum 


Lactobacillus 
3 Lactobacillus 


Mesonia algae strain 
a; Bacteroidetes; 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 
Salegentibacter 
7 Salegentibacter 
eriaceae; 


Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 

6 Alicyclobacillus 
us. 

Alicyclobacillus 

5 Alicyclobacillus 
cillus. 

Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Desulfovibrio 

8 Desulfovibrio 
esulfovibrionaceae; 


Halanaerobium 
uence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Dialister pneumosintes 
ter pneumosintes 


ref|NR_026097.1 
3601450 360294 


Actinomyces 
5 Actinomyces 


hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 
446444 Bacteria_16S 3677080 3677034 1 


47 


gi 


congolense strain SEBR 4224 16S ribosomal RNA, partial 


congolense Bacteria; Firmicutes; Clostridia; Halanaerob 


446444 Bacteria_16S 3751718 3751668 1 


ovipneumoniae strain Y-98 16S ribosomal RNA, partial se 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycopl 


446444 Bacteria_16S 3790845 3790795 1 


51 


51 


strain PG8 16S ribosomal RNA, partial sequence 


446444 Bacteria_16S 
salegens strain D 
salegens Bacteria; 
446444 Bacteria_16S 
lacurosei strain 
Bacteria; Firmicutes; 
446444 Bacteria_16S 

strain RT4. Bl 16S ribosomal RNA, 
Firmicutes; Clostridia; Clostridiales; 
446444 Bacteria_16S 3987025 3986979 1 
strain KMM 6050 1 
Bacteroidetes; Flavobacteria; 
446444 Bacteria_16S 
mishustinae strai 
mishustinae Bacteria; 
446444 Bacteria_16S 

vulcanalis strain 


3815181 3815135 1 


Bacteroidetes; 
3842486 3842440 1 


Clostridia; 
3880515 3880469 6 


3992967 3992921 1 


Bacteroidetes; 
4048873 4048831 4 


H200 16S ribosomal RNA, 


47 


47 


52 


gi 


gi 


3789540 37910 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmat 


gi 


SM 5424 16S ribosomal RNA, partial seq 
Flavobacteria; 


gi 


complete seque 
Halanaerobiales; 


gi 


Clostridiaceae; 


47 


47 


46 


gi 


Flavoba 


gi 


n KMM 6049 16S ribosomal RNA, partial 
Flavobacteria; 


gi 


CsHg2 16S ribosomal RNA, partial sequ 


Flavob 


Hala 


Fla 


219846453 
sequence 
iales; 
219846398 
quence 
as 
219846370 


aceae; 

219846353 

uence 

ac 
219846334 

nce 

na 
219846309 


complete sequence 3879197 38807 
loramato 


Ca 
219846234 


6S ribosomal RNA, partial sequence 3985718 39871 
Flavobacteriales; 


ct 
219846230 
sequence 

vo. 
219846188 
ence 40475 


Hal 


mMataceae 


Achol 


teriales 


38411 
erobiace 


eriaceae 


bacteria 


ref|NR_026044.1 
3675717 36772 
anaerobiaceae; 
ref|NR_025989.1 
3750418 37518 
; Mycoplasma. 
ref|NR_025961.1 
15 Acholeplasma 
eplasma. 
ref|NR_025944.1 
3813879 381534 
; Flavobacteria 
ref|NR_025924.1 
23 3842666 Halan 
ae; Halanaerobi 
ref|NR_025899.1 


Bs 
ref|NR_025824.1 
Gramella. 
NR_025820.1 
3991660 399309 
les; Flavobacte 
ref|NR_025778.1 
66 4049023 Alicyc 


4 
H 


9 


Cc 


a 
U 


r 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 

Mycoplasma 
2 Mycoplasma 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Salegentibacter 
9 Salegentibacter 
eae; Salegentibacter. 
Halanaerobium 
erobium lacurosei 
m. 
Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Alicyclobacillus 
lobacillus vulcanalis 


Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

446444 Bacteria_16S 4209932 4209886 1 47 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

446444 Bacteria_16S 4232709 4232659 1 ol gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

446444 Bacteria_16S 16292 16239 1 54 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

446444 Bacteria_16S 28519 28470 1 50 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

446444 Bacteria_16S 31689 31640 1 50 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

446444 Bacteria_16S 165236 165187 1 50 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

446444 Bacteria_16S 186554 186505 1 50 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

446444 Bacteria_16S 340778 340729 1 50 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

446444 Bacteria_16S 365959 365910 1 50 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

446444 Bacteria_16S 493346 493305 1 42 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
strain R65 16S ribosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

446444 Bacteria_16S 520847 520794 1 54 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

446444 Bacteria_16S 522374 522321 1 54 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
446444 Bacteria_16S 546780 546739 1 42 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

446444 Bacteria_16S 563679 563634 1 46 gi|265678677|ref|NR_028982.1| Acidithiobacillus 


albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 


Acidithiobacillus. 


562358 563851 


Acidithiobacillus 


446444 Bacteria_16S 
ain CCUG 42038b 16S ribosomal RNA, par 


urinaehominis str 
urinaehominis Bac 


446444 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


446444 Bacteria_16S 


warmboldiae strai 
warmboldiae Bacte 
Buttiauxella. 


446444 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


446444 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


446444 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


446444 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


446444 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


446444 Bacteria_16S 


kuenenii strain J 
Bacteria; Proteob 


446444 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


446444 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


lithotrophicum st 
lithotrophicum Ba 


strain D2-18 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


strain MBIC3157 1 
Proteobacteria; G 


446444 Bacteria_16S 


DSM 1552 16S ribo 
Firmicutes; Erysi 


C91 16S ribosomal 
Proteobacteria; B 


strain ELCA-2 16S 
Tenericutes; Moll 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


446444 Bacteria_16S 


thermacidophilum 


teria; 
446444 Bacteria_16S 


cteria; Aquificae; Aquificales; Desulf 
446444 Bacteria_16S 


pelotri 
446444 Bacteria_16S 


icutes; 
446444 Bacteria_16S 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; 


651589 651540 1 50 gi 


teria; Firmicutes; Lactobacillales; Ae 
654421 654384 20 57 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
665000 664963 10 47 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


692335 692294 1 
n NSW 326 
ria; 


42 gi 
16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacter 


710022 709981 
16S ribosomal RNA, 
ammaproteobacteria; Vibrionales; Vibri 
717774 717733 1 42 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820861 820820 1 42 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
902879 902838 1 42 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


1 42 gi 
partial sequence 


975518 975469 1 50 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
998616 998575 1 42 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1030436 1030395 1 42 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1047383 1047334 1 50 gi 
ain BLx 16S ribosomal RNA, partial seq 

Firmicutes; Bacillales; Bacilla 
1050454 1050401 1 54 gi 
rain 17S 16S ribosomal RNA, partial se 


gi 


1104456 1104419 10 47 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1154373 1154332 1 42 gi 
6S ribo 
ammapro 


gi 


teobacteria; Vibrionales; Vibri 
1166610 1166561 1 50 gi 
somal R 
chi; Erysipelotrichales; Erysi 
1180233 1180192 1 42 
RNA, partial sequence 


Pp 
gi 


1279611 1279518 3 95 
ribosomal RNA, partial sequence 
Entomoplasmatales; 
1293227 1293186 1 


gi 


Entomoplasm 
42 gi 


Proteobacteria; Gammapr 


1331333 1331280 1 54 gi 
subsp. porcinum strain P3-14 16S ribos 


716437 71796 


819558 82101 


974224 97564 


1103152 11046 


somal RNA, partial sequence 1153118 11545 


NA, partial sequence 1165300 1166687 Clost 


1178919 1180416 Nitro 
etaproteobacteria; Nitrosomonadales; N 
446444 Bacteria_16S 
1278319 12798 


ence 65316 
idiaceae; 
265678606 
quence 
ales; 


ref 
Clos 
265678588 


sequence 
ia; Entero 


ref 


265678576 

70866 
onaceae; 
265678570 


ref 


ref 


teri 
ref 


Enterobac 
265678499 


teri 
ref 


Enterobac 
265678443 
quence 
eria; 


Chromati 


265678394 |ref 
rospiracea 
265678379 
ce 99729 
hales; Pis 
265678358 
nce 10291 
hales; Pis 
265678347 
uence 

ceae; Cera 
265678345 
quence 

urobacteri 
265678306 


e; L 
ref 
ciri 
ref 
Ciri 
ref 


siba 
ref 


acea 
ref 


Inc 
ref 


mily XIII. 
253680754 


hoto 
ref 
ridi 
eae. 
ref 

somo 
dace 
ref 


onaceae; P 
228720470 


elotrichac 
228717704 


itrosomona 
219846093 


ataceae; M 
228716433 
tial seque 
oteobacter 


esop 
ref 
nce 
ia; 


219846082 
omal RNA, 


ref 
comp 


3 654605 Calor 
Calo 


663698 66518 
trid 


691014 69252 
bact 


8 710188 Aliiv 
Aliiv 


8 Enterobacter 


901557 90302 


1 998749 Thiomi 


05 1030582 Thiomi 


1046039 10475 


1049100 10505 


21 Mogibacterium 


ranaerobact 
NR_028911.1 
5 
iales Famil 


NR_028893.1 
0 
eriales; En 
NR_028881.1 
i 
ibrio. 
NR_028875.1 


aceae; Enter 
NR_028802.1 


aceae; Kluy 
NR_028745.1 
1 
h 


ales; Ectot 


NR_028696.1 


ewinella. 
NR_028681.1 


ckettsiaceae 
NR_028660.1 


ckettsiaceae 
NR_028649.1 
2 
cillus. 
NR_028647.1 
8 
e; Balneariu 
NR_028608.1 


ertae Sedis; 
NR_028002.1 


bacterium. 
NR_027592.1 
um spiroform 


NR_027566.1 
nas eutropha 
ae; Nitrosom 
NR_025683.1 


lasma. 
NR_027551.1 

129190 
Alteromonada 


NR_025672.1 
lete sequenc 


a 
e 


y 


t 


265678617 |ref|NR_028922.1| Aerococcus 

tial sequence 650305 651625 Aerococcus 
rococcaceae; Aerococcus. 
265678614/ref|NR_028919.1]| Caloranaerobacter 


naerobacter azorensis 
a 

Anaerovorax 
Anaerovorax 

XIII. Incertae Sedis; 


Buttiauxella 
Buttiauxella 


erobacteriaceae; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Enterobacter pyrinus 


pyrinus Bacteria; 


obacter. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 
Vv 


era. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


Lewinella persicus 


2 Lewinella persicus Bacteria; 


Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Cerasibacillus 

2 Cerasibacillus 


’ 


v 


Balnearium 

0 Balnearium 

m. 

Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Clostridium spiroforme 
e DSM 1552 Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 

onas. 

Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


446444 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


; Bifidobacteriaceae; Bifidobacterium. 


446444 Bacteria_16S 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 


1332941 1332892 1 50 gi|228721494|ref|NR_027617.1 
ain BI429 16S ribosomal RNA, partial sequence 1331586 133309 
29 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermos 
1340440 1340391 1 50 gi|228721340|ref|NR_027605.1 


Thermosipho 
7 Thermosipho 
ipho. 


Magnetospirillum 


1339181 1340623 Magnetospirillum 


gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Magnetospirillum. 


446444 Bacteria_ 
strain E58 16S ribosomal RNA, 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
446444 Bacteria_ 
OT-1 16S ribosoma 
Fl 


Flavobacteria; 


446444 Bacteria_ 
denitrificans str 
denitrificans OS2 


Shewanella. 


446444 Bacteria_ 


strain MP145 16S 


Tenericutes; Moll 
446444 Bacteria_ 


neglectum strain 
Bacteria; 
Mogibacterium. 


446444 Bacteria_ 


Firmicutes; 


16S 1367721 1367676 4 


16S 1375426 1375377 1 
1 RNA, partial sequence 
avobacteriales; 
16S 1385952 13859111 
ain 0S217 16S ribosomal 
17 Bacteria; 


16S 1393317 1393268 1 


complete sequence 


Flavobacteriaceae; 


Proteobacteria; 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


49 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 
1366379 1367926 Chlamydophila pecorum E58 Bacteria; 

50 gi|228717906|ref|NR_027568.1| Kordia algicida strain 

1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Kordia. 

42 gi|228716834|ref|NR_027556.1| Shewanella 

RNA, partial sequence 1384632 1386131 Shewanella 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
50 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 


1392046 13934 


Bacteria; Actinob 
Promicromonospora 


446444 Bacteria_ 
doudoroffii strai 
doudoroffii Bacte 


92 Mycoplasma crocodyli MP145 Bacteria; 


16S 1448242 1448205 10 47 gi|224581422|ref|NR_027203.1| Mogibacterium 
P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 

16S 1449748 1449697 6 57 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 

acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 

16S 1455750 1455709 1 42 gi|224581417|ref|NR_027198.1| Oceanimonas 

n MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 

ria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

16S 1464712 1464675 10 47 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 


446444 Bacteria_ 


strain HM-7 16S r 


1463419 14648 


Firmicutes; Clostridia; 
446444 Bacteria_16S 

9187 strain TA 4r 
Bacteria; Proteob 
446444 Bacteria_16S 
ATCC 49176 strain 
ATCC 49176 Bacteria; 


ibosomal RNA, partial sequence 

Clostridiales; 
1496537 1496496 1 
16S ribosomal RNA, 
acteria; Gammaproteobacteria; Aeromona 
1511605 1511556 1 
GIFU 12707 16S ribosomal RNA, 
Firmicutes; 


50 gi 
complet 


Lactobacillales; Aeroc 


dales; 
21984627 
e 


occaceae; 


Aeromon 


sequence 


446444 Bacteria_ 
smithia st 
smithia Bacteria; 


subsp. 
subsp. 


446444 Bacteria_ 
frigoris strain R 
Bactero 


Bacteria; 


446444 Bacteria_ 
strain CMS 38 16S 
G 


Proteobacteria; 


446444 Bacteria_ 


lacusfryxellense 
lacusfryxellense 


446444 Bacteria_ 
gelidilacus strai 
gelidilacus Bacte 
446444 Bacteria_ 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
446444 Bacteria_16S 
strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 17971 


16S 1571816 1571775 1 

Proteobacteria; 
16S 1628200 1628147 1 
idetes; 
16S 


Flavobacteria; 
1643402 1643361 1 
ribosomal RNA, partial 


16S 1684579 1684538 6 


Bacteria; 
16S 


Firmicutes; 
1713608 1713559 1 


ria; 
16S 


Bacteroidetes; 
1795495 1795454 1 


1796979 1796938 1 


rain AS20/1/1 16S ribosomal RNA, parti 


-9014 16S ribosomal RNA, 


Flavobacteriale 


strain C/C-an/Bl 16S ribosomal RNA, part 


n R-8899 16S ribosomal RNA, partial sequ 


42 gi 
al 
Gammaproteobacte 
54 gi 
partial sequenc 
S; 
42 
sequence 


gi 


42 gi 


219878156 
sequenc 
ria; Aeromon 
219878458 
16269 
Flavobacter 
219878448 
1642082 16435 
ammaproteobacteria; Pseudomonadales; P 


e 


219878338 


73 Mogibacterium 


adaceae; Tol 
ref|NR_025863.1 

1510256 151166 
Abiotrophia. 
ref|NR_025295.1 
e 1570477 157198 
adales; 
ref|NR_025597.1 
01 1628368 Flavob 
iaceae; 
NR_025587.1 


3 


ref 


ref|NR_025477.1 


Aeromonadaceae; 


diversum Bacteria; 


Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 
42 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 
complete sequence 1495267 1496682 Tolumonas auensis DSM 9187 


umonas. 
Abiotrophia defectiva 
6 Abiotrophia defectiva 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
Aeromonas. 
Flavobacterium 
acterium frigoris 


Flavobacterium. 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


seudomonadaceae; Pseudomonas. 
47 gi|219878419|ref|NR_025558.1| Clostridium 
ial sequence 1683285 1684702 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
50 gi|219878399|ref|NR_025538.1| Flavobacterium 
ence 1712309 1713777 Flavobacterium 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
42 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

446444 Bacteria_16S 1847536 1847495 1 42 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

446444 Bacteria_16S 1855039 1854990 1 50 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

446444 Bacteria_16S 1918847 1918798 1 50 gi| 219878249 |ref|NR_025388.1| Pediococcus inopinatus 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

446444 Bacteria_16S 1990616 1990575 1 42 gi|219878202|ref|NR_025341.1| Serratia 
proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Serratia. 

446444 Bacteria_16S 1992164 1992123 1 42 gi|219878201|ref|NR_025340.1| Serratia grimesii 


strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serra 


tia. 


446444 Bacteria_16S 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 19938 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


446444 Bacteria_16S 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriales; 


Gammaproteobacteria; 
446444 Bacteria_16S 


strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


446444 Bacteria_16S 


strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


446444 Bacteria_16S 


strain S1/1-984 16S ribosomal RNA, partial sequence 2006247 20 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


446444 Bacteria_16S 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


ferragutiae Bacteria; 
Buttiauxella. 
446444 Bacteria_16S 


Proteobacteria; 


1993707 1993666 1 


1999874 1999833 1 


2004476 2004435 1 


2006020 2005979 1 


2007566 2007525 1 


2009110 2009069 1 


2010669 2010628 1 


42 gi| 219878200 


42 gi|219878190 


42 gi| 219878189 


strain S1/6-571 16S ribosomal RNA, partial sequence 2009346 20108 


446444 Bacteria_16S 
strain LMG 317541 


446444 Bacteria_16S 
elongatus strain 


Microbulbifer. 
446444 Bacteria_16S 


salipaludis strain SM-1 


Bacteria; 
446444 Bacteria_16S 
omnivorum strain 
omnivorum Bacteria; 
446444 Bacteria_16S 


xinjiangense strain AS 1 


xinjiangense Bacteria; 
446444 Bacteria_16S 


strain 128 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


446444 Bacteria_16S 
strain MK405 16S 


446444 Bacteria_16S 
strain MMP-4 16S 


446444 Bacteria_16S 
strain RG-2C 16S 


446444 Bacteria_16S 


Proteobacteria; 


AS 1.27 
Bacteroidetes; 


2027099 2027058 1 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 


2117211 21171701 


2138384 2138343 1 


2180718 2180665 1 


2182234 21821811 


Bacteroidetes; 
2198964 2198915 1 


2201973 22019241 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2212548 2212499 1 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2214048 2213999 1 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2256673 2256620 1 


-2749 16S ribosomal RNA, partial 
Flavobacteria; 


42 gi| 219878178 


42 gi| 219857657 


DSM 6810 16S ribosomal RNA, partial sequence 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; 


42 gi|219857643 


16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; Alteromonadales; 


54 gi| 219857613 


47 16S ribosomal RNA, partial sequence 
Flavobacteria; 


54 gi] 219857612 


50 gi|219857600 
2197691 21991 


50 gi| 219857598 
2200688 22021 


50 gi|219857591 
2211275 22127 


50 gi| 219857590 
2212774 22142 


54 gi| 219857562 


mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 


mediterraneus Bacteria; 


Desulfobulbus. 
446444 Bacteria_16S 


Proteobacteria; 


2264387 2264346 1 


Deltaproteobacteria; 


venustensis strain ISO04 16S ribosomal RNA, partial sequence 22630 


Bacteria; 
446444 Bacteria_16S 
strain L2-TR 16S 


2299282 22992411 


ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


446444 Bacteria_16S 


strain E42 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


446444 Bacteria_16S 


2365912 2365863 1 


2367422 2367373 1 


42 gi| 219857557 
42 gi| 219857531 

2297982 22993 
50 gi| 219857483 


2364627 23660 


50 gi|219857482 


equigenitalium strain T37 16S ribosomal RNA, partial sequence 


equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


446444 Bacteria_16S 
strain HRC292 16S 


446444 Bacteria_16S 


strain GB6 16S ribosomal RNA, partial sequence 


2370416 2370367 1 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


2428290 2428249 1 


50 gi| 219857480 
2369126 23705 


42 gi|219857439 


07741 Buttiauxella 


Enterobacteriales; 


2025759 2027165 Aeromo 
omonadaceae; 


Alteromonadales; 


Alteromonadaceae; 


Flavobacteriales; Flavobacteria 


sequence 
Flavobacteriales; 


Desulfobacterales; D 


ref |NR_025339.1 


42 gi|219878196|ref|NR_025335.1 
agia fontium Bacteria; 
Enterobacteriaceae; Pragia. 
42 gi| 219878193 |ref|NR_025332.1 
046 
Budvi 
42 gi| 219878192 |ref|NR_025331.1 
Butti 
42 gi|219878191|ref|NR_025330.1 


Butti 
ref|NR_025329.1 
2007792 200929 
Ent 


ref|NR_025328.1 
Butti 
ref|NR_025317.1 
Aeromonas. 
NR_025246.1 
115900 211739 


ref 


ND 


ref |NR_025232.1 
73 2138564 Microb 
ref|NR_025202.1 
179421 218088 


is} 


ref|NR_025201.1 
180937 218240 
Flavobacte 


NR_025188.1 


is} 


ref 


ref|NR_025186.1 


ref|NR_025179.1 


ref|NR_025178.1 


ref|NR_025150.1 
2255320 225677 


ref|NR_025145.1 


Alcanivoracacea 
ref|NR_025119.1 


Idiomarina. 
NR_025071.1 


eae; 
ref 


ref|NR_025070.1 
2366137 236759 


ref|NR_025068.1 


Serratia fonticola 


76 Serratia fonticola Bacteria; 
Serratia. 


Pragia fontium strain 
Proteobacteria; 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


50 Buttiauxella brennerae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


auxella. 
Aeromonas popoffii 
nas popoffii Bacteria; 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 

Flavobacterium 

2 Flavobacterium 

riaceae; Flavobacterium. 

Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Alcanivorax 


50 2264581 Alcanivorax venustensis 


e; Alcanivorax. 
Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


ref|NR_025027.1 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 


Oceanimonas baumannii 


2427049 2428344 Oceanimonas baumannii Bacteria; 


446444 Bacteria_16S 
frigidarium strai 
Bactero 
446444 Bacteria_16S 
subsp. pectinolyt 
salmonicida subsp. 


Bacteria; 


Aeromonadaceae; 


thyasirae strain 


thyasirae Bacteri 


Thiomicrospira. 


446444 Bacteria_16S 
manihotivorans st 
manihotivorans Ba 
446444 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; 


limicola strain §S 
Bacteria; Bactero 


446444 Bacteria_16S 


strain IHB1 16S r 


G 


2434265 2434216 1 50 gi 
idetes; Flavobacteria; 


2457099 2457058 1 42 


gi 


2648555 2648514 1 42 


gi 


2673967 2673918 1 50 
rain OND 32 16S ribosomal RNA, 
cteria; Firmicutes; Lactobacillales; 
2741548 2741507 1 42 gi 
S ribosomal RNA, partial sequence 


gi 


2743044 2742991 1 54 gi 
idetes; Flavobacteria; 
2828699 2828650 1 50 


ibosomal RNA, partial sequence 


gi 


n A2i 16S ribosomal RNA, partial seque 
Flavobacteriale 


ica strain 34mel 16S ribosomal RNA, pa 
pectinolytica Bacteria; Proteobacter 
Aeromonas. 
446444 Bacteria_16S 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


complet 


L 


T-82 16S ribosomal RNA, partial sequen 
Flavobacteriale 


nc 
S; 


, 


e 


ac 


ce 
S; 


219857432 


219857413 
rt 
ia 


219857226 
qu 


219857207 


219857160 
2740223 27416 
ammaproteobacteria; Alteromonadales; Alt 


446444 Bacteria_16S 219857159 


219856905 
2827347 28288 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho 


ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; Fla 
ref|NR_025001.1 
ence 245578 
roteobacteria; 


e 24329 


Flavoba 


ial sequ 
Gammap 


, 


ref |NR_024854.1 
2647248 264867 
hales; Pisciric 


ence 
Thiotric 


ref |NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref|NR_024788.1 


sequence 
tobacill 


eromonadaceae; Agarivora 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 


ref |NR_024726.1 


27417 
Flavoba 


Vi 


k 


Flavobacterium 
acterium frigidarium 
obacterium. 

Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


Lactobacillus 
4 Lactobacillus 
llus. 

Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Flavobacterium 
acterium limicola 
obacterium. 
Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


446444 Bacteria_16S 2864032 2863991 1 42 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

446444 Bacteria_16S 2951019 2950978 1 42 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
strain JCM1237 16S ribosomal RNA, partial sequence 2949709 2951157 Enterobacter amnigenus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

446444 Bacteria_16S 2961429 2961388 1 42 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

446444 Bacteria_16S 2976776 2976735 6 47 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

446444 Bacteria_16S 2998096 2998051 1 46 gi|219846925|ref|NR_026517.1| Acidithiobacillus 
caldus strain KU 16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 

446444 Bacteria_16S 3031396 3031347 1 50 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 


strain I50 16S ri 
Firmicutes; Erysi 


446444 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


446444 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


446444 Bacteria_16S 


strain DSM 5156 1 
Firmicutes; Clost 


446444 Bacteria_16S 


acetireducens str 
acetireducens Bac 


446444 Bacteria_16S 


stercorarium subs 


bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3034459 3034418 6 47 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3274810 3274773 10 47 gi 


ridia; Clostridiales; 
3375309 3375260 1 


Eubacteriaceae; 

50 gi 
ridia; Halanaerobiales; Halobacteroida 
3483733 3483692 6 47 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
3582637 3582596 4 45 gi 


p.- thermolacticum strain TX41 16S ribo 


3030089 30315 


el 


eq 


id 


Eu 


ce 


al 
di 


so 


219846900 


219846738 
6S ribosomal RNA, partial sequence 3273522 32749 


219846667 
6S ribosomal RNA, partial sequence 3374001 33754 


219846587 


219846521 


otrichaceae. 
NR_026492.1 
3033166 303464 
lostridiaceae; C 


ref |NR_026330.1 


uence 


iales; C 


bacterium. 


ref |NR_026259.1 
ia. 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026113.1 
partial sequenc 


ae; Oren 


sequenc 
ales; Cl 


mal RNA, 


77 Clostridium cocleatum Bacteria; 


Clostridium 
4 Clostridium 
lostridium. 

Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


Clostridium 
2 Clostridium 
ostridium. 
Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; C 


446444 Bacteria_16S 


strain CIP 7430 
Proteobacteria; G 


446444 Bacteria_16S 


frigidimarina str 
frigidimarina Bac 


446444 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


446444 Bacteria_16S 


strain HK 204 16S 
Proteobacteria; G 


lostridium. 

3613271 36132301 42 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
3660299 3660258 1 42 gi 
ain ICP1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 
3663359 3663318 1 42 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3669478 3669437 1 42 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


446444 Bacteria_16S 


strain 1846 16S 


3675505 3675464 1 42 gi 
ribosomal RNA, partial sequence 


3668184 36696 


E 


219846454 
3674212 3675666 Pantoea ananatis Bacteria; 


nterobacteriaceae; Erwin 


219846497|ref|NR_026089.1| Aeromonas bestiarum 
3611933 3613434 Aeromonas bestiarum Bacteria; 

omonadaceae; Aeromonas. 

219846465|ref|NR_026057.1| Shewanella 

quence 3658961 3660465 Shewanella 

eria; Alteromonadales; Shewanellaceae; Shewanella. 

219846463|ref|NR_026055.1| Colwellia 

al sequence 3662041 3663526 Colwellia 

teria; Alteromonadales; Colwelliaceae; Colwellia. 

219846458|ref|NR_026049.1| Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 


ref |NR_026045.1 


Pantoea ananatis 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 


446444 Bacteria_ 
putrefaciens stra 
putrefaciens Bact 
446444 Bacteria_ 
strain LX 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
446444 Bacteria_ 
allosaccharophila 
allosaccharophila 


Aeromonas. 


446444 Bacteria_ 


pelophila strain 
Bacteria; 


Bacteria; 


Salinimonas. 


446444 Bacteria_ 
strain 848 16S ri 


Proteob 
446444 Bacteria_ 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
hibernum Bacteria 
446444 Bacteria_ 
lipolyticum strai 
Proteob 
446444 Bacteria_ 
chungwhensis stra 
chungwhensis Bact 


16S 3775749 3775656 3 95 gi 
eria; Tenericutes; Mollicutes; Mycopla 


16S 3786389 3786333 1 57 gi 


icutes; Mycoplasmataceae; Mycoplasma. 
16S 3813665 3813624 1 42 gi 
strain CECT 4199 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Gammaproteo 


16S 3839435 38393941 42 gi 
4B 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Thiotric 
16S 3844013 3843960 1 54 gi 
; Bacteroidetes; Flavobacteria; Flavob 
16S 4003364 4003323 1 42 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 
16S 4006375 4006334 1 42 gi 
in BH030046 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


16S 4009394 4009353 1 42 
bosomal RNA, partial sequence 


gi 


in KS-1 16S ribosomal RNA, partial seque 


3785096 37865 


4008054 40095 


219846380 

nce 

smataceae; 
219846373 


ref 
3 


ref 


219846354 


ar 
ba 


ref 
cteria; 


219846336 
38381 
hales; Pis 
219846333 
equence 

acteriales 
219846223 
nce 40020 
les; Vibri 
219846221 
sequence 
ria; Alter 


ref 


ref 


, 
ref 


ref 


219846217|ref 


Myc 


tial sequenc 
Aeromonadales; 


3842717 38441 
Fl 


46 4003543 Photo 
onac 


4005071 40064 
omon 


NR_025971.1 
774462 37759 
oplasma. 
NR_025964.1 


NR_025945.1 
e 38123 


NR_025926.1 


14 3839581 Thiomi 
ciri 


ckettsiacea 
NR_025923.1 


avobacteria 
NR_025813.1 


eae; Photob 
NR_025811.1 
7 
adales; Alt 


NR_025807.1 


2 


2 
Aeromonadaceae; 


e 


7 
c 


b 
a 


e 


Mycoplasma 
7 Mycoplasma 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Aeromonas 
7 3813828 Aeromonas 


Thiomicrospira 
crospira pelophila 
Thiomicrospira. 
Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Photobacterium 
acterium lipolyticum 
cterium. 

Salinimonas 
7 Salinimonas 
romonadaceae; 


’ 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

446444 Bacteria_16S 4010928 4010887 1 42 gi|219846216|ref|NR_025806.1| Idiomarina ramblicola 
strain R22 16S ribosomal RNA, partial sequence 4009610 4011068 Idiomarina ramblicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

446444 Bacteria_16S 4019948 4019907 1 42 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

446444 Bacteria_16S 4038280 4038239 1 42 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

446444 Bacteria_16S 4057739 4057698 1 42 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

446444 Bacteria_16S 4115235 4115186 1 50 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

446444 Bacteria_16S 4119709 4119616 3 95 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
strain YJS 16S ribosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

446444 Bacteria_16S 4142751 4142658 3 95 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446444 Bacteria_16S 4147449 4147356 3 95 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
446444 Bacteria_16S 4150569 4150476 3 95 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446444 Bacteria_16S 4155128 4155035 3 95 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446444 Bacteria_16S 4159825 4159732 3 95 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

446444 Bacteria_16S 4191927 4191886 1 42 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

446444 Bacteria_16S 27037 27005 19 51 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

446444 Bacteria_16S 49675 49619 1 57 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
446444 Bacteria_16S 93396 93348 1 49 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 


446444 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


446444 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


446444 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


446444 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


446444 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 


446444 Bacteria_16S 


intestinale strai 
intestinale Bacte 


446444 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


446444 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


446444 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 
Coprothermobacter 


446444 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


446444 Bacteria_16S 


strain IP 2227 16 
Firmicutes; Clost 


446444 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


446444 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


98151 98095 1 57 gi|265678998|ref|NR_029306.1| Desulfocapsa 
ain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

113383 113335 1 49 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 

ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

114982 114934 1 49 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
ibosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

143885 143829 1 57 gi|265678967|ref|NR_029275.1| Desulfuromusa kysingii 
ribosomal RNA, partial sequence 142594 144031 Desulfuromusa kysingii Bacteria; 
eltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

148322 148266 1 57 gi|265678964|ref|NR_029272.1| Kineococcus 
n Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 

Kineococcus. 

162159 162119 11 51 gi|265678955|ref|NR_029263.1| Clostridium 
n Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

180387 180331 1 57 gi| 265678943 |ref|NR_029251.1| Methylococcus 
in IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
eria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

198672 198640 19 51 gi|265678931|ref|NR_029239.1| Clostridium 
ain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

203420 203372 1 49 gi|265678928|ref|NR_029236.1| Coprothermobacter 
ain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
teria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 

211196 211164 19 51 gi| 265678922 |ref|NR_029230.1| Clostridium 
in McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

212752 212720 19 51 gi|265678921|ref|NR_029229.1| Clostridium baratii 
S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

275068 275012 1 57 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
279617 279561 1 57 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 


273748 27524 


265678874 


27832 


6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029180.1 
1 279763 Mycopl 


Mycoplasma gateae 
asma gateae Bacteria; 


446444 Bacteria_16S 399416 399360 1 57 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

446444 Bacteria_16S 418090 418050 11 gl gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
446444 Bacteria_16S 444334 444278 1 57 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
446444 Bacteria_16S 545218 545162 1 57 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

446444 Bacteria_16S 633159 633119 10 50 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 


strain Z 4493 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


strain CK55 16S r 
Firmicutes; Clost 


446444 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


446444 Bacteria_16S 


strain S1 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
652962 652930 19 51 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
684577 684537 10 50 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
837726 837670 1 
osomal RNA, partial sequence 


Clostridiaceae; 
57 gi 


446444 Bacteria_16S 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 


852720 852664 1 57 


gi 


631874 63335 
Acetobacte 


265678615 


651676 65311 
Clostridiu 


265678593 


683287 68472 
Clostridiu 


265678488 


836449 83791 
nebacterin 


265678478 


1 Acetobacterium tundrae Bacteria; 

rium. 

ref|NR_028920.1| Clostridium uliginosum 

2 Clostridium uliginosum Bacteria; 

m. 

ref|NR_028898.1| Clostridium acidisoli 

3 Clostridium acidisoli Bacteria; 

m. 

ref|NR_028791.1| Nocardia fluminea 

0 Nocardia fluminea Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028781.1| Kineococcus 
851409 852783 Kineococcus 


radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 


Kineosporiaceae; 


Kineococcus. 


446444 Bacteria_16S 
conservatrix stra 
conservatrix Bact 


Desulforegula. 


446444 Bacteria_16S 


strain NRRL B-161 


Bacteria; Actinob 


Lentzea. 


446444 Bacteria_16S 
hydrothermale str 


hydrothermale Bac 
Desulfacinum. 


446444 Bacteria_16S 
16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 


strain IFM 10035 


strain IFM 0784 1 


strain IFM 0575 1 


strain IFM 10084 


1041138 1041082 1 57 gi 


1042676 1042620 1 57 gi 


1044236 1044180 1 57 gi 


nebacterin 
265678351 
6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 


nebacterin 
265678350 
6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 


nebacterin 
265678349 
16S ribosomal RNA, partial sequence 1042934 10444 


854176 854128 1 49 gi| 265678477 |ref|NR_028780.1| Desulforegula 

in Mb1Pa 16S ribosomal RNA, partial sequence 852834 854357 Desulforegula 

eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
881437 881381 1 57 gi| 265678458 |ref|NR_028760.1| Lentzea californiensis 

37 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 

acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
884511 884463 1 49 gi|265678455|ref|NR_028757.1| Desulfacinum 

ain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 

teria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
1039629 1039573 1 57 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_028653.1| Nocardia pneumoniae 
34 Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028652.1| Nocardia araoensis 
83 Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028651.1| Nocardia higoensis 
30 Nocardia higoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
446444 Bacteria_16S 1045792 1045736 1 57 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 


strain IFM 0245 1 


strain I-132 16S 


Actinobacteria; Actinoba 
446444 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
446444 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


446444 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinoba 
446444 Bacteria_16S 


strain AAFu3 16S 
Deferribacteres; 


446444 Bacteria_16S 


ochracea DSM 7271 
7271 Bacteria; Ba 


446444 Bacteria_16S 


YIM 30243 16S rib 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


446444 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


446444 Bacteria_16S 


strain R5292 16S 


strain SH1 16S ri 
Firmicutes; Clost 


446444 Bacteria_16S 


strain DSM 12145 
Bacteroidetes; Sp 


1053368 1053312 1 57 gi 


1115145 1115089 1 57 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 
1116671 11166151 57 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Kine 
1127227 11271711 57 gi 
16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Syntroph 


gi 


Kine 
gi 


v 


1148408 1148352 1 
34 16S 


ST gi 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 
1149979 1149931 1 49 gi 
ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
1174218 1174166 1 53 gi 
16S ribosomal RNA, partial sequence 

cteroidetes; Flavobacteria; Flavobacte 
1326777 13267211 57 gi 
osomal RNA, partial sequence 


ne 


G 


ri 


ne 
1521955 1521899 1 57 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 


ia 
ae 


1541836 1541788 9 57 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1683064 1683008 1 57 

ribosomal RNA, partial sequence 


ia 
A 


gi 


no 
1707525 1707493 19 onl 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1718235 1718179 1 57 gi 


gi 


cl 


hingobacteria; Sphingobacteriales; Sphin 


446444 Bacteria_16S 


limicola strain G 


253680 


253680 
1148654 11501 


228719 


nebacterin 
265678342 
6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 


nebacterin 
265678299 
1113840 11153 
osporiinea 
265678 
1115364 11168 
osporiinea 
253680 


298 


772 
11259 


obacterale 


758 
11471 

bacterin 

757 


eovibrio 
222 

11729 
ales; Fl 


219846136 
1325499 13269 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
446444 Bacteria_16S 


bacterin 


219857610 


1 sequen 
Actino: 


, 


219857375 


1 sequen 
ctinomyc 


219878420 
1681727 16832 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
446444 Bacteria_16S 


mycineae 


219878403 
1706248 17077 


ostridiu 


219878396 
16S ribosomal RNA, partial sequence 1716916 17183 


gobacter 


1830651 1830579 1 72 gi 
olChil 16S ribosomal RNA, complete seque 


219878316 


nce 


eae; Nocardiaceae; Nocardia. 
ref|NR_028644.1| Nocardia asiatica 

15 Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 
ref|NR_028600.1| Kineosporia rhamnosa 
13 Kineosporia rhamnosa Bacteria; 

e; Kineosporiaceae; Kineosporia. 
ref|NR_028599.1| Kineosporia succinea 
39 Kineosporia succinea Bacteria; 

e; Kineosporiaceae; Kineosporia. 
ref|NR_028020.1] Syntrophobacter 

86 1127376 Syntrophobacter wolinii 

s; Syntrophobacteraceae; 


ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiaceae; Nocardia. 
ref|NR_028005.1| Geovibrio thiophilus 
27 Geovibrio thiophilus Bacteria; 


Nocardia ignorata 
ia ignorata Bacteria; 


ref|NR_027581.1 
00 1174354 Capnoc 
avobacteriaceae; 
ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Nocardia alba strain 
Bacteria; 
e; Nocardia. 

Nocardia 
6 Nocardia 
ebacterineae; 


ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudono 


Actinokineospora 
4 Actinokineospora 
cardineae; 


ref|NR_025559.1| Actinomyces oricola 

34 Actinomyces oricola Bacteria; 

; Actinomycetaceae; Actinomyces. 

ref|NR_025542.1| Clostridium diolis 

30 Clostridium diolis Bacteria; 

m. 

ref|NR_025535.1| Pedobacter saltans 

94 Pedobacter saltans Bacteria; 

iaceae; Pedobacter. 

ref|NR_025455.1| Propionivibrio 
1829317 1830847 Propionivibrio 


limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 


446444 Bacteria_16S 
israelensis strai 
Bacteria; Proteob 
446444 Bacteria_16S 
strain CCUG 41709 


446444 Bacteria_16S 
strain DSM 13256, 
Thermotogae; 
446444 Bacteria_16S 


radicidentis strain CCUG 36733 16S ribosomal RNA, parti 
radicidentis Bacteria; Actinobacteria; Actinobacteridae 


1864105 1864049 1 


1908188 1908132 1 


1917265 19172171 


1932686 1932630 1 


Actinomycetaceae; Actinomyces. 


446444 Bacteria_16S 


urogenitalis strain CCUG 38702 16S ribosomal RNA, parti 


1955421 1955365 1 


Actinomycetaceae; Actinomyces. 


446444 Bacteria_16S 
strain CK58 16S r 
Firmicutes; Clost 
446444 Bacteria_16S 
strain F829 16S r 


urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
1973388 1973348 10 50 gi| 219878213 |ref|NR_025352.1 
ibosomal RNA, partial sequence 1972100 19735 
ridia; Clostridiales; Clostridiaceae; Clostridium. 
2162438 2162382 1 57 gi|219857627|ref|NR_025216.1 
ibosomal RNA, partial sequence 2161153 21625 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


446444 Bacteria_16S 
maanshanensis str 
maanshanensis Bac 
Nocardiaceae; Rho 
446444 Bacteria_16S 
buryatense strain 
Bacteria; Proteob 
446444 Bacteria_16S 
strain 105 16S ri 
Tenericutes; Moll 
446444 Bacteria_16S 
phocicerebrale st 
phocicerebrale Ba 
446444 Bacteria_16S 
NRRL B-24104 16S 


446444 Bacteria_16S 
strain IMMIB D-15 


446444 Bacteria_16S 
viterbiensis stra 
viterbiensis Bacteria; 
446444 Bacteria_16S 

quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 

446444 Bacteria_16S 


strain AML-C10 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Methylococcales; Met 


446444 Bacteria_16S 


2195896 2195840 1 


2278224 2278168 1 


2279734 2279678 1 


2282756 2282700 1 


2343063 2343007 1 


2384032 2383976 1 


2406814 2406766 6 


Firmicutes; 
2413020 2412964 1 


Proteobacteria; 


2414584 2414528 1 


2438808 2438752 1 


57 


n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 


57 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


49 


16S ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


57 


57 


57 


ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 


57 


5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 


57 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


57 


rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 


57 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


57 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


54 


in JW/MS-VS5 16S ribosomal RNA, partia 
Clostridia; 


57 


ain AML-D4 16S ribosomal RNA, partial 
teria; 


Gammapr 


57 


ST 


219878292 
nce 
irillales; 

219878258 


gi 


gi 


nomycineae; Ac 
gi|219878250|ref 
19159 


219878240 
al 


’ 


gi 


219878225 
al 


gi 


ne 
219857602 

quence 

e; 


gi 


219857548 
e 22768 
occales; 
gi|219857547 
2278443 22799 


gi 


219857545 
equence 

la 
gi| 219857500 
2341772 23432 
do 
219857471 
23827 


gi 


gi 


ne 
219857456 
1 
iales; 
219857452 
sequence 
er 


gi 


Clostrid 
gi 


oteobact 


gi|219857451 
2413261 24147 
hylococec 


gi|219857429 


strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


446444 Bacteria_16S 
psychrophilus str 
psychrophilus Bac 
Methylobacter. 

446444 Bacteria_16S 
strain 3T 16S rib 
Tenericutes; Moll 
446444 Bacteria_16S 
strain 383 16S ri 
Tenericutes; Moll 
446444 Bacteria_16S 
strain H/Tl 16S r 
Tenericutes; Moll 
446444 Bacteria_16S 


strain DC333 16S ribosomal RNA, partial sequence 


2440325 2440269 1 
Proteobacteria; 


2478110 2478054 1 


2479582 2479526 1 


2481091 2481035 1 


2482601 2482545 1 


57 


ain Z-0021 16S ribosomal RNA, 
teria; 


Gammapr 


57 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


57 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


57 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


57 


nebacterin 
219857428 
sequence 
eria; Meth 


gi 
complete 
oteobact 


gi| 219857398 
2476824 24782 


gi|219857397 
2478295 24797 


gi| 219857396 
2479798 24812 


219857395 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


18627 


19068 


sequenc 
Actinomyceta 


sequenc 


bacterin 


smatacea 
nocardin 
bacterin 
sequence 


Clo 


ia; Meth 


ref 


Hal 
ref 


ref 


ref 


eae; 
ref 
2 


ref 


ref 


ref 


e; M 
ref 


eae; 
ref 


eae; 
ref 


stri 
ref 


yloc 
ref 


acea 
ref 


eae; 
ref 


yloc 


ref 


ref 


ref 


ref 


71 1864302 Chromo 


68 1908267 Actino 


11 1917433 Thermo 


e 1931360 193276 


e 1954098 19555 
Actinomycineae; 


194621 2 
Actinomycet 


93 2278392 Methy 
Methy 


2281465 22829 


52 2384208 Nocar 


2405537 24070 


2411699 24132 


2438995 24405 


NR_025431.1 


omonadaceae; 
NR_025397.1 


tinomycetace 
NR_025389.1 


NR_025379.1 


NR_025364.1 
2 


Nocardiacea 
NR_025190.1 
19603 
ales; Coryne 
NR_025136.1 
rE 


lococcaceae; 
NR_025135.1 


NR_025133.1 
3 
ycoplasma. 
NR_025088.1 


Pseudonocar 
NR_025059.1 
d 
Nocardiacea 
NR_025044.1 
1 
diaceae; Cal 
NR_025040.1 
1 
it 


occales; Me 


NR_025039.1 


e; Methylosa 
NR_025017.1 


Nocardiacea 
NR_025016.1 
2 
t 


occales; Me 


NR_024986.1 


NR_024985.1 


NR_024984.1 


Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Thermosipho geolei 
sipho geolei Bacteria; 


Actinomyces 
0 Actinomyces 


les; Actinomycineae; 


Actinomyces 
0 Actinomyces 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


e; Nocardia. 

Rhodococcus 
1 Rhodococcus 
bacterineae; 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 

Nocardia abscessus 

ia abscessus Bacteria; 

e; Nocardia. 
Caloramator 

6 Caloramator 

oramator. 
Methylosarcina 

0 Methylosarcina 

hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Methylobacter 

1 Methylobacter 

hylococcaceae; 


Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


NR_024983.1 


Mycoplasma faucium 


2481316 2482774 Mycoplasma faucium Bacteria; 


446444 Bacteria_16S 2487143 2487087 1 57 gi|219857392|ref|NR_024980.1| Mycoplasma spumans 


strain PG13 16S ribosomal RNA, partial sequence 2485849 2487317 Mycoplasma spumans Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
446444 Bacteria_16S 2488656 2488600 1 57 gi|219857391|ref|NR_024979.1| Mycoplasma buccale 


strain CH20247 16S ribosomal RNA, partial sequence 2487368 2488830 Mycoplasma buccale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
446444 Bacteria_16S 2490169 2490113 1 57 gi|219857390|ref|NR_024978.1| Mycoplasma equirhinis 
strain M432/72 16S ribosomal RNA, partial sequence 2488881 2490343 Mycoplasma equirhinis Bacteria; 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


446444 Bacteria_16S 2491680 2491624 1 57 gi|219857389|ref|NR_024977.1| Mycoplasma anseris 
strain 1219 16S ribosomal RNA, partial sequence 2490394 2491854 Mycoplasma anseris Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

446444 Bacteria_16S 2497596 2497540 1 57 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 


strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
446444 Bacteria_16S 2508305 2508245 20 79 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 
446444 Bacteria_16S 2531030 2530990 11 51 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
446444 Bacteria_16S 2570055 2570023 19 51 gi| 219857288 |ref|NR_024919.1]| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

446444 Bacteria_16S 2667868 2667812 1 pil gi|219857212|ref|NR_024840.1| Saccharopolyspora 
taberi strain DSM 43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 


446444 Bacteria_16S 2678488 2678432 1 57 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

446444 Bacteria_16S 2688987 2688931 1 57 gi|219857197|ref|NR_024825.1| Nocardia sienata 


strain IFM 10088 16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
446444 Bacteria_16S 2720460 2720404 1 57 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
446444 Bacteria_16S 2747432 2747376 1 57 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
446444 Bacteria_16S 2771357 2771301 1 57 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

446444 Bacteria_16S 2834762 2834706 1 57 gi|219856901|ref|NR_024722.1| Nocardia vinacea 
strain MK703-102F1 16S ribosomal RNA, partial sequence 2833466 2834941 Nocardia vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

446444 Bacteria_16S 2887218 2887186 19 51 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

446444 Bacteria_16S 2888742 2888710 19 51 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
446444 Bacteria_16S 2890267 2890235 19 51 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
446444 Bacteria_16S 2985924 2985868 1 57 gi|219846933|ref|NR_026525.1| Nocardia flavorosea 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 2986105 Nocardia flavorosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


446444 Bacteria_16S 3035972 3035940 19 51 gi|219846899|ref|NR_026491.1| Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

446444 Bacteria_16S 3037495 3037463 19 Si gi|219846898|ref|NR_026490.1| Clostridium 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

446444 Bacteria_16S 3055856 3055784 1 72 gi|219846885|ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 
446444 Bacteria_16S 3200920 3200864 1 57 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 


kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


446444 Bacteria_16S 


3249256 3249224 19 


51 


strain WV6 16S ribosomal RNA, partial sequence 


Firmicutes; 
446444 Bacteria_16S 


strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Firmicutes; 
446444 Bacteria_16S 
fimetarium strain 
fimetarium Bacteria; 
446444 Bacteria_16S 
paludosum strain 
paludosum Bacteria; 
446444 Bacteria_16S 
strain NCTC 10951 


446444 Bacteria_16S 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


446444 Bacteria_16S 


denticolens strain NCTC 11490 16S ribosomal RNA, partial 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 


Clostridia; 


Clostridia; 


Firmicutes; 


Clostridiales; 
3276319 3276279 10 


Clostridiales; 
3277838 3277798 10 


Firmicutes; 
3279347 3279307 10 
3413316 3413260 1 


3476271 3476215 1 


3480807 3480751 1 


Actinomycetaceae; Actinomyces. 


446444 Bacteria_16S 


strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa 
Deltaproteobacteria; Desulfuromonadales; 


Proteobacteria; 
446444 Bacteria_16S 


strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


Firmicutes; 
446444 Bacteria_16S 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 35294 
Clostridia; 


Firmicutes; 
446444 Bacteria_16S 


DSM 316 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridia; 
446444 Bacteria_16S 


Clostridia; 


Clostridiales; 


3489979 3489923 1 


3501935 3501903 19 


Clostridiales; 
3529299 3529267 19 


Clostridiales; 
3532326 3532294 19 


3533772 3533740 19 


Clostridia; 


Clostridia; 


50 


50 


50 


57 


57 


57 


57 


51 


51 


strain DSM 286 16S ribosomal RNA, partial sequence 


Firmicutes; 
446444 Bacteria_16S 


strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 
Clostridiaceae; 


Firmicutes; 
446444 Bacteria_16S 
sputigena strain 


sputigena ATCC 33612 Bacteria; 


Capnocytophaga. 
446444 Bacteria_16S 


Clostridia; 


Clostridia; 


Clostridiales; 
3593458 3593426 19 


Clostridiales; 
3605802 3605750 1 


3690687 3690631 1 


53 


57 


strain UIA 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


446444 Bacteria_16S 


3711717 3711685 19 


51 


gi 


219846755 


ref |NR_026347.1 


Clostridium isatidis 


3247999 3249330 Clostridium isatidis Bacteria; 


Clostridiaceae; 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


gi 


gi 


gi 


gi 


gi 


gi 


ATCC 33612 16S ribosomal RNA, partial 


Bacteroidetes; Flavobacteria; 


gi 


3689398 36908 


gi 


strain Pasteur III 16S ribosomal RNA, partial sequence 


Firmicutes; 
446444 Bacteria_16S 
halophilus strain 


Halothiobacillus. 
446444 Bacteria_16S 


strain 2585 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 
446444 Bacteria_16S 


Clostridia; 


Clostridiales; 
3719178 3719122 1 


3720687 3720655 19 


Clostridiales; 
3753234 3753178 1 


57 


51 


complete sequence 


57 


strain 275c 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


446444 Bacteria_16S 


3816737 3816681 1 


57 


Clostridiaceae; 


gi 


gi 


3719395 37209 
Clostridiaceae; 


gi 


3751943 37534 


gi 


219846737 


219846736 


DSM 8238 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846735 


DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


219846636 


219846592 


219846589 


219846583 


219846575 


219846557 


219846503 
sequence 


219846444 


219846429 


219846424 


DSM 6132 16S ribosomal RNA, partial sequence 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; 


219846422 


219846397 


219846352 


hydrothermalis strain R3 16S ribosomal RNA, partial sequence 


hydrothermalis Bacteria; 


Halothiobacillus. 
446444 Bacteria_16S 
strain AS 4.1860 


446444 Bacteria_16S 


strain CTCBS1 16S ribosomal RNA, 


Proteobacteria; 


4075887 4075831 1 


45126 45055 L 


Gammaproteobacteria; 


57 


vel 


complete sequence 


gi 


nebacterineae; Nocardiacea 
gi|265679034|ref|NR_029342.1 
43805 45323 


219846169 


16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Clostridium. 


Eubacteriaceae; 


Eubacteriaceae; 


sequence 
Actinomycetales; 


Desulfuromonadaceae; 


Flavobacteriales; 


3710425 3711931 Clostr 
Clostridium. 


Chromatiales; 


Chromatiales; 


ref|NR_026329.1 


ref|NR_026328.1 
ref|NR_026327.1 
ref|NR_026228.1 
ref 


NR_026184.1 


ref |NR_026181.1 


ref|NR_026175.1 


ref 


NR_026167.1 


ref |NR_026149.1 


Clostridiaceae; Clostridium. 
51 gi| 219846555 |ref|NR_026147.1 
3531057 3532455 Sarcina maxima Bacteria; 
Sarcina. 
51 gi|219846554|ref|NR_026146.1 
3532506 35339 
Clostridiaceae; Sarcina. 
51 gi|219846513|ref|NR_026105.1 


NR_026095.1 
3604483 360597 
Fl 


ref|NR_026035.1 


ref|NR_026020.1 


ref|NR_026015.1 
3717841 371934 
Halothiob 


ref|NR_026013.1 


ref|NR_025988.1 


ref|NR_025943.1 
3815400 381690 
Halot 


ref|NR_025759.1 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
Acetobacterium. 


Acetobacterium 


3276555 3278023 Acetobacterium 
Acetobacterium. 


Acetobacterium 


3278074 3279532 Acetobacterium 
Acetobacterium. 


Actinomyces viscosus 


3412006 3413422 Actinomyces viscosus Bacteria; 
Actinomycetaceae; Actinomyces. 


Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Actinomyces 


3479494 3480915 Actinomyces 
Actinomycineae; 


Desulfuromusa bakii 
bakii Bacteria; 


Desulfuromusa. 


Clostridium celatum 


49 Clostridium celatum Bacteria; 
Clostridium. 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Sarcina maxima strain 
Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
Clostridium. 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Clostridium septicum 
idium septicum Bacteria; 


Halothiobacillus 
4 Halothiobacillus 


acillaceae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 
Clostridium. 


Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 


446444 Bacteria_16S 74046 73995 1 


52 gi|265679015 


asaccharolytica strain 580 16S ribosomal RNA, partial sequence 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Pseudonocardia. 
446444 Bacteria_16S 136329 136294 22 


gerencseriae strain 2-606-032 16S ribosomal RNA, partia 


57 gi|265678972 


1 sequence 


ref |NR_029323.1 
72731 74244 


Pseudonocardia 
Pseudonocardia 


ref|NR_029280.1 
135066 136444 


Actinomyces 
Actinomyces 


gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 
446444 Bacteria_16S 181862 181831 19 


proteolyticum strain CG 16S ribosomal RNA, partial sequ 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 


446444 Bacteria_16S 183398 183367 19 


strain 6VI 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 


446444 Bacteria_16S 566674 566639 22 


daecheongense strain CPW406 16S ribosomal RNA, partial sequence 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Chryseobacterium. 


446444 Bacteria_16S 595238 595195 4 


prausnitzii strain ATCC 27768 16S ribosomal RNA, partia 
prausnitzii Bacteria; Firmicutes; Clostridia; 


446444 Bacteria_16S 622507 622472 22 


defluvii strain B2 16S ribosomal RNA, partial sequence 


Bacteria; Bacteroidetes; Flavobacteria; 
446444 Bacteria_16S 801057 801022 22 


strain Chj707 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 


446444 Bacteria_16S 1098426 1098375 6 


50 gi| 265678942 |ref|NR_029250.1| Clostridium 
ence 180574 182073 Clostridium proteolyticum 
Clostridium. 
50 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
182124 183612 Clostridium irregulare Bacteria; 
Clostridium. 
57 gi|265678675|ref|NR_028980.1| Chryseobacterium 
565378 566823 Chryseobacterium 


47 gi| 265678656 


1 sequence 


ref|NR_028961.1 
593943 595404 


Faecalibacterium 
Faecalibacterium 


Clostridiales; Ruminococcaceae; Faecalibacterium. 


57 gi| 265678637 


57 gi|265678512 


57 gi| 265678311 


scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; Streptomyces. 
446444 Bacteria_16S 1101383 1101352 19 


strain TO-931 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 


446444 Bacteria_16S 1177211 1177180 19 


DSM 16795 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 


446444 Bacteria_16S 1273786 1273751 22 


AT1047 16S ribosomal RNA, partial sequence 


446444 Bacteria_16S 1275208 1275173 22 


446444 Bacteria_16S 1526593 1526562 19 


446444 Bacteria_16S 1839834 1839803 19 


ref|NR_028942.1| Chryseobacterium 


621229 622643 Chryseobacterium defluvii 
Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 


ref|NR_028815.1| Kaistella koreensis 


799765 801236 Kaistella koreensis Bacteria; 


ref|NR_028613.1| Streptomyces 
1097121 1098599 Streptomyces 


50 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
1100149 1101541 Clostridium hiranonis Bacteria; 
Clostridium. 
50 gi|228718376|ref|NR_027573.1| Clostridium bartlettii 
1175949 1177377 Clostridium bartlettii DSM 16795 
Clostridium. 
57 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 


1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 


57 gi|219846219 
strain AT1013 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; 


ref|NR_025809.1| Sejongia antarctica 


1273959 1275312 Sejongia antarctica Bacteria; 
Flavobacteriaceae; Sejongia. 
50 gi|219857499 
strain ATCC 25258 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
50 gi| 219878309 


ref|NR_025087.1| Lactobacillus jensenii 


1525289 1526784 Lactobacillus jensenii 


ref|NR_025448.1| Lactobacillus hamsteri 


strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus hamsteri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


446444 Bacteria_16S 1906665 1906626 11 


50 gi|219878259 


aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 
aerophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Hymenobacter. 


446444 Bacteria_16S 1921870 1921835 22 


57 gi| 219878247 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 


ref|NR_025398.1| Hymenobacter 
1905456 1906817 Hymenobacter 


ref |NR_025386.1| Chryseobacterium 
1920604 1922061 Chryseobacterium 


scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 


Chryseobacterium. 


446444 Bacteria_16S 2109573 2109530 4 


strain P-1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
57 gi| 219857455 


446444 Bacteria_16S 2408354 2408319 22 


47 gi|219873437 
2108290 2109771 Clostridium aldrichii Bacteria; 


ref|NR_026099.2| Clostridium aldrichii 


ref|NR_025043.1| Riemerella columbina 


strain LMG11607 16S ribosomal RNA, partial sequence 2407067 2408526 Riemerella columbina Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 
36 gi|219857448 


446444 Bacteria_16S 2417700 2417669 5 


didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 


didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
54 gi| 219857237 
strain ACAM 81 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
47 gi| 219857201 


446444 Bacteria_16S 2633126 2633083 11 


446444 Bacteria_16S 2683108 2683065 4 


straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; 


ref|NR_025036.1] Streptococcus 
2416361 2417865 Streptococcus 


ref|NR_024865.1| Flavobacterium xanthum 


2631843 2633296 Flavobacterium xanthum Bacteria; 


ref|NR_024829.1| Clostridium 
2681812 2683258 Clostridium 
Clostridiaceae; Clostridium. 


446444 Bacteria_ 


pneumoniae strain 
pneumoniae Bacter 


446444 Bacteria_ 


fornicalis strain 
fornicalis Bacter 
446444 Bacteria 1 
actinosclerus str 
actinosclerus Bac 


Hymenobacter. 


446444 Bacteria_1 


strain CIP 103259 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
446444 Bacteria_1 
cangingivalis str 
cangingivalis Bac 
446444 Bacteria _1 
anatipestifer str 
anatipestifer Bac 
446444 Bacteria 1 
strain 7 16S ribo 
Clost 
446444 Bacteria_16S 
cellulolyticus st 
cellulolyticus Ba 
446444 Bacteria_16S 


Clostridia; 


strain ATCC 29147 
Bacteroidetes; 


strain HAR-13 16S 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
446444 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


446444 Bacteria_16S 
haemolytica strai 
haemolytica Bacte 
446444 Bacteria_16S 
hveragerdense str 


hveragerdense Bac 
Thermodesulfobact 


446444 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


446444 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


446444 Bacteria_16S 


burtonensis strai 
burtonensis Bacte 


446444 Bacteria_16S 


proteoclasticum s 
proteoclasticum B 


446444 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


446444 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 


446444 Bacteria_16S 


strain B7-43 16S 


Proteobacteria; D 


446444 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


446444 Bacteria_16S 


F89 16S ribosomal 
Flavobacteria; Fl 


446444 Bacteria_16S 


Ba 
446444 Bacteria_16S 


16S 2982858 2982815 4 47 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
16S 3010253 3010222 19 50 gi 
TV1018 16S ribosomal RNA, partial seq 
ia; Firmicutes; Lactobacillales; Lacto 
6S 3066370 3066331 11 50 gi 
ain 1187 16S ribosomal RNA, partial se 
teria; Bacteroidetes; Sphingobacteria; 


6S 3414756 3414721 22 57 gi 
16S ribosomal RNA, partial sequence 


6S 3549343 3549304 11 50 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
6S 3704212 3704177 22 57 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
6S 3834901 3834854 4 51 gi 


1 


ridiales; Ruminococcaceae; Ruminococcu 
3853013 3852970 4 47 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3868227 3868188 11 50 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Porphyromona 
3896078 3896035 4 47 gi 
ribosomal RNA, complete sequence 


Ss. 


14789 14759 1 31 gi 
strain B-38 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Gammaproteo 


1 


88843 88797 1 47 gi 
n A 0404 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
90363 90285 1 78 gi 
ain JSP 16S ribosomal RNA, partial seq 
teria; Thermodesulfobacteria; Thermode 
erium. 

184985 184935 1 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
192692 192662 1 31 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
264518 264472 1 47 gi 
n ACAM 188 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
271994 271964 17 47 gi 
train B316 16S ribosomal RNA, complete 
acteria; Firmicutes; Clostridia; Clost 
299301 299251 1 51 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; Tenericutes; Mollicutes; Anae 
320453 320403 1 51 gi 
ibosomal RNA, partial sequence 


51 gi 


363050 363000 1 51 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
364496 364446 1 Si gi 
FailI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
425802 425756 1 47 gi 
RNA, partial sequence 
avobacteriales; Flavobacteriaceae; 
602665 602619 1 47 


gi 


’ 


For 
gi 


219846935 
ue 
ac 

219846917 
ue 
ba 

219846878 
qu 
Ss 


219846635 


no 
219846544 


te 
219846434 
ia 
la 
219846339 
somal RNA, partial sequence 3833603 3835009 Rumin 


219846327 
qu 
id 
219846317 


da 
219846298 
3894733 38962 


265679054 
bacteria; 


265679004 
quence 
vobacteria 
265679003 
uence 
sulfobacte 


265678940 
183663 185179 Clost 
Clostridiu 
265678935 
ence 19135 
occales; Methy 
265678884 
sequence 
vobacteria 
265678879 
sequence 
ridiales; 
265678861 
equence 
roplasmata 
265678847 
319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678813 
361716 36321 


265678812 
ence 36326 
terales; 
265678771 
424476 425990 Formo 
mosa. 

265678651 


ref|NR_026527.1 
2981577 298305 
amydophila. 
ref|NR_026509.1 
3008942 301036 
e; Lactobacillu 
ref |NR_026470.1 
3065078 306652 
cteriales; Flexi 


nce 
eae; Chl 
nce 
cillacea 


ence 
phingoba 


ref |NR_026227.1 
73 3414913 Actin 
; Actinomycetace 
ref |NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref |NR_025929.1 
ococcus albus 7 


34134 
mycineae 


sequence 
roidales 


1 sequen 
vobacter 


ref|NR_025917.1 
3851732 385319 
uminococcaceae; 
ref|NR_025907.1 
93 3868368 Porphy: 
rphyromonas. 
ref|NR_025888.1 


ence 
iales; R 
38668 
ceae; Po 


ref |NR_029362.1 
13461 14981 
Thiotrichales; 


sequence 
F 


ref |NR_029312.1 
87607 88985 
les; Flavobacter 
ref |NR_029311.1 
89036 90489 
riales; Thermode 
ref 
ridi 
m. 
ref |NR_029243.1 
7 192822 Methyl 
lococcaceae 


NR_029248.1 
um nexile DS 


ref 


les; Flavob 
ref|NR_029185.1 

270671 272189 
Lachnospiraceae; 
ref|NR_029167.1 

298000 299445 
les; Anaeroplasm 
ref|NR_029152.1 
0 Acholeplasma 
eplasma 
ref|NR_029118.1 
3 Desulfovibrio 
ibrionaceae; Des 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref |NR_029076.1 
sa algae Bacteri 


Desulfov 


Cc 


Chlamydophila 
5 Chlamydophila 


Lactobacillus 
2 Lactobacillus 


Ss. 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Actinomyces israelii 

myces israelii Bacteria; 

ae; Actinomyces. 
Porphyromonas 

1 Porphyromonas 

ceae; Porphyromonas. 
Riemerella 

0 Riemerella 

eriaceae; Riemerella. 

Ruminococcus albus 

Bacteria; Firmicutes; 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Porphyromonas levii 
romonas levii Bacteria; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Francisella tularensis 
Francisella tularensis 
rancisellaceae; 


Capnocytophaga 
Capnocytophaga 

iaceae; Capnocytophaga. 
Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Clostridium nexile DSM 
M 1787 Bacteria; 


Methylomonas 

omonas aurantiaca 
Methylomonas. 
Psychroserpens 
Psychroserpens 
iaceae; Psychroserpens. 
Clostridium 
Clostridium 
Butyrivibrio. 
Anaeroplasma 
Anaeroplasma 
ataceae; Anaeroplasma. 
Acholeplasma palmae 


palmae Bacteria; 


Desulfovibrio putealis 
putealis Bacteria; 
ulfovibrio. 
Phenylobacterium 
obacterium lituiforme 
Phenylobacterium. 
Formosa algae strain 
a; Bacteroidetes; 


ref|NR_028956.1 


Gelidibacter 


mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 


Bacteria; Bactero 


idetes; Flavobacteria; Flavobacteriales; 


Flavobacteriaceae; Geli 


dibacter. 


446444 Bacteria_16S 


strain CE2105 16S 


630154 630104 1 51 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


446444 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


446444 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


446444 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


446444 Bacteria_16S 


strain PIPN-2 16S 
Tenericutes; Moll 


446444 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


446444 Bacteria_16S 


satelles strain V 
satelles Bacteria 


446444 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; G 


446444 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


446444 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


446444 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


446444 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


446444 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


446444 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


446444 Bacteria_16S 


NS12 16S ribosoma 
Sphingobacteria; 


446444 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


446444 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


446444 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


446444 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


446444 Bacteria_16S 


strain PC18 16S r 


658960 658910 1 51 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
693866 693820 1 47 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
704291 704261 1 31 gi 


gi 


ammaproteobacteria; Chromatiales; Chro 
707095 707045 1 51 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
734624 734594 1 31 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
737697 737647 3 53 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
755016 754986 1 31 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
784235 784185 1 51 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
788773 788731 1 42 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
807174 807096 1 78 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 
857308 857258 1 51 
ain TB1-10 16S ribosomal RNA, 
18811 Bacteria; Firmicutes; Lactobaci 
863480 863430 1 51 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
932210 932160 1 51 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
1140877 1140847 1 31 gi 
n E1L3A 16S ribosomal RNA, complete se 
ria; Proteobacteria; Gammaproteobacter 


v 


gi 
partial 


1168038 1167992 1 47 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
1249777 12497311 47 gi 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 

1270871 1270825 1 47 gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


gi 


1364710 1364660 1 51 gi 
16S ribosomal RNA, partial sequence 
irmicutes; Clostridia; Clostridiales; 
1408294 1408244 1 51 gi 
strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteob 


1409841 1409791 1 51 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1492063 1492013 1 51 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1518946 1518896 1 51 gi 
ibosomal RNA, partial sequence 


gi 


265678631 


628893 63029 


Rhodospiri 
265678610 


657665 65912 


Anaerosti 
265678587 


692571 69404 


nctomyceta 
265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678578 


705889 70720 


Dorea. 

265678559 
ce 73331 
ales; Chro 
265678556 


736380 73789 


ataceae; E 
265678543 
ence 75371 
cteriales; 
265678523 
sequence 
s; Lachnos 
265678520 


787469 78896 


ciricketts 
265678508 
ce 80584 
ulfobacter 


265678474 
sequence 

llales; Le 
265678470 


862181 86365 


elotrichac 
265678424 
tial seque 
lostridial 
253680763 
quence 

ia; Salini 


228719858 


1166738 11681 


s; Flavoba 
219857416 


1248510 1249867 Runel 


Runella. 
219846400 
sequence 
ia; Desulf 


228719063 

13634 
Ruminococc 
219846657 
artial seq 
acteria; S 


224581401 


1408524 14099 


Clostridiu 
219846902 

14907 

ostridiace 
219857618 


ref|NR_028936.1| Roseospira marina 

8 Roseospira marina Bacteria; 

llaceae; Roseospira. 

ref|NR_028915.1| Anaerostipes caccae 

0 Anaerostipes caccae Bacteria; 

pes. 

ref|NR_028892.1| Isosphaera pallida 

0 Isosphaera pallida Bacteria; 

ceae; Isosphaera. 

ref|NR_028885.1| Lamprocystis purpurea 


5 Lamprocystis purpurea Bacteria; 
Lamprocystis. 
ref|NR_028883.1| Dorea longicatena 
4 Dorea longicatena Bacteria; 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thiohalocapsa. 
ref|NR_028860.1| Entomoplasma lucivorax 
7 Entomoplasma lucivorax Bacteria; 
ntomoplasma. 


Thiohalocapsa 
locapsa halophila 


ref|NR_028847.1| Cardiobacterium 
9 755211 Cardiobacterium valvarum 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_028827.1| Shuttleworthia 

782926 784381 Shuttleworthia 
piraceae; Shuttleworthia. 
ref|NR_028824.1| Methylophaga alcalica 


2 Methylophaga alcalica Bacteria; 
iaceae; Methylophaga. 

ref|NR_028811.1| Thermodesulfobacterium 
2 807361 Thermodesulfobacterium 

iales; Thermodesulfobacteriaceae; 


Leuconostoc 
Leuconostoc 


ref|NR_028777.1 
855982 857475 
uconostoc. 
ref|NR_028773.1| Bulleidia extructa 
9 Bulleidia extructa Bacteria; 
eae; Bulleidia. 
ref |NR_028726.1 
nce 930884 
es; Clostridiace 
ref|NR_028011.1 
1139586 114102 
sphaerales; Sali 


Clostridium 

932385 Clostridium 
ae; Clostridium. 

Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; Psyc 
ref|NR_025004.1 
la zeae Bacteria 


Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 

Runella zeae strain 
Bacteroidetes; 


v 


ref|NR_025991.1 
1269526 127096 
obacterales; Des 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Ruminococcus lactaris 
coccus lactaris ATCC 
cus. 

Sphingobium 
2 1408473 Sphingobium 

Sphingomonadaceae; 


ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref |NR_026249.1 
uence 140703 
phingomonadales; 
ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 

m. 
ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_025207.1 


Clostridium 
idium saccharolyticum 


Hespellia stercorisuis 


1517647 1519115 Hespellia stercorisuis Bacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 


446444 Bacteria_16S 


strain PC80 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


446444 Bacteria_16S 


stercoricanis strain 5BAC4 16S ribosomal RNA, partial s 
stercoricanis Bacteria; 


446444 Bacteria_16S 


litoralis strain DSM 15406 16S ribosomal RNA, partial s 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria 


446444 Bacteria_16S 
margaritifer stra 
margaritifer Bact 
Tepidiphilus. 
446444 Bacteria_16S 
xylanivorans stra 
xylanivorans Bacteria; 
446444 Bacteria_16S 
thomasii strain D 
thomasii Bacteria; 
Anaerobiospirillum. 
446444 Bacteria_16S 
strain SE3104 16S 


eria; 


446444 Bacteria_16S 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; Proteob 
446444 Bacteria_16S 
strain L1/68 16S 

Proteobacteria; G 
446444 Bacteria_16S 


spinosispora strain LM 141 16S ribosomal RNA, partial s 
spinosispora Bacteria; Actinobacteria; Actinobacteridae 
Pseudonocardia. 


Pseudonocardiaceae; 
446444 Bacteria_16S 


strain BM5 16S ribosomal RNA, partial sequence 


1520459 1520409 1 
1623684 1623654 1 
Proteobacteria; 


1634297 1634267 1 


1687515 1687485 1 
Proteobacteria; 
1734919 1734869 1 


Firmicutes; 
1742585 1742539 1 


1852102 1852052 1 


1905328 1905298 1 


1928026 1927980 1 


1950914 1950864 1 


1967566 1967536 1 


51 


31 


Betaproteobacte 


31 


31 


in N2-214 16S ribosomal RNA, partial s 
Betaproteobacter 


51 


in Mz 5 16S ribosomal RNA, partial seq 
Clostridia; 


47 


SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


51 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


31 


47 


ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 


51 


31 


gi|219857617 


1519166 15206 
espellia. 


H 
219878461 
equence 
ria; 
219878454 
equence 


, 
219878417 

equence 

ia 


gi 


gi 


gi 


v 


219878385 
uence 
iales; 

219878379 
quence 


gi 


Clostrid 
gi 


gi|219878301 
Rh 
gi|219878260 
ales; 
gi|219878243 
an 
219878228 
equence 


’ 


gi 


gi|219878217 


1966261 19677 


Burkh 


Aeromona 


Hydrog 


Lac 


Aeromonad 


1850849 18521 


odospiri 


19040 
Chro: 


1926697 19282 
thomonad 


Actinomy 


ref |NR_025206.1 


ref|NR_025600.1 
1622384 162383 
olderiales; Alca 
ref|NR_025593.1 
1632974 163447 
dales; Aeromona 
ref|NR_025556.1 
1686206 168766 
enophilales; Hy 


ref|NR_025524.1 
1733638 173507 
hnospiraceae; Ps 
ref|NR_025518.1 
1741287 174278 
ales; Succinivib 


, 


ref |NR_025440.1 
llaceae; Roseosp 
ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025382.1 


aceae; Ignatzsch 
ref|NR_025367.1 

1949601 195111 
cetales; Pseudon 


ref|NR_025356.1 


d 


d 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

446444 Bacteria_16S 2025543 2025513 1 31 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Isochromatium. 

446444 Bacteria_16S 2062349 2062319 1 31 gi|219878149|ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
446444 Bacteria_16S 2063766 2063720 1 47 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

446444 Bacteria_16S 2065290 2065244 1 47 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

446444 Bacteria_16S 2142860 2142814 1 47 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
446444 Bacteria_16S 2177770 2177720 1 51 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

446444 Bacteria_16S 2308385 2308355 1 31 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

446444 Bacteria_16S 2411451 24114211 31 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

446444 Bacteria_16S 2416142 2416112 1 31 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

446444 Bacteria_16S 2419241 2419191 1 51 gi| 219857447 |ref|NR_025035.1| Leuconostoc gelidum 
strain DSM5578 16S ribosomal RNA, partial sequence 2417916 2419420 Leuconostoc gelidum Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

446444 Bacteria_16S 2420796 2420746 1 51 gi|219857446|ref|NR_025034.1| Leuconostoc kimchii 
strain IH25 16S ribosomal RNA, partial sequence 2419471 2420975 Leuconostoc kimchii Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

446444 Bacteria_16S 2467709 2467659 1 51 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 


strain Z-2189 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


Clostridiales; 


Clostridiaceae; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Sutterella 

8 Sutterella 

ligenaceae; Sutterella. 
Oceanisphaera 

9 Oceanisphaera 

aceae; Oceanisphaera. 
Tepidiphilus 

1 Tepidiphilus 

rogenophilaceae; 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 

Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 

Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Pseudonocardia 

2 Pseudonocardia 

ocardineae; 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


2466381 2467877 Clostridium fimetarium Bacteria; 
Clostridium. 


446444 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


strain VB32 16S r 
Proteobacteria; B 


subterraneus stra 
Bacteria; Proteob 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


446444 Bacteria_16S 
in MBIC4355 16S ribosomal RNA, partial 
Flavobacteria; 


amylolyticum stra 
amylolyticum Bact 


446444 Bacteria_16S 
MBIC1140 16S ribosomal RNA, partial s 
Flavobacteria; 


mesophilum strain 
mesophilum Bacter 


446444 Bacteria_16S 


strain ATCC 70069 
Firmicutes; Clost 


446444 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


446444 Bacteria_16S 
n GA195 16S ribosomal RNA, partial seque 
Clostridia; 


ruminantium strai 
ruminantium Bacte 


446444 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


strain 4-87 16S r 
Proteobacteria; G 


446444 Bacteria_16S 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
446444 Bacteria_16S 
DSM 4024 16S ribosomal RNA, partial s 
Clostridia; 


pedioforme strain 
pedioforme Bacter 


guttoideum strain 
guttoideum Bacter 


446444 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; G 


446444 Bacteria_16S 
M 9787 16S ribosomal RNA, partial sequ 
Clostridiales; 


ruminis strain DS 
Bacteria; Firmicu 


446444 Bacteria_16S 
strain S5a36 16S ribosomal RNA, parti 


hydrogenotrophica 
hydrogenotrophica 


446444 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


strain JB13 16S r 
Proteobacteria; G 


celerecrescens st 
celerecrescens Ba 


446444 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


446444 Bacteria_16S 


succiniciproducen 
succiniciproducen 


Anaerobiospirillum 


2647035 2647005 1 


2653072 2653042 1 


2675540 2675510 1 


2760824 2760790 23 


2812084 2812038 1 


Bacteroidetes; 
2813578 2813532 1 


eria; 


Bacteroidetes; 
2846965 2846939 21 


ia; 
ridia; Clostridiales; 
2919314 29192841 
cteria; Proteobacteria; 


2922400 29223501 


Firmicutes; 
3026780 3026730 1 


ria; 


3073795 3073765 1 


3150487 3150457 1 


3158272 3158222 1 


Firmicutes; 
3173368 3173338 1 


ia; 


3297668 3297618 1 


tes; Clostridia; 


3299195 3299145 1 


Bacteria; Firmicutes; 
3389047 3389017 1 


3587332 3587302 1 


3599630 3599580 1 


cteria; Firmicutes; 
3607339 3607293 1 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Met 
446444 Bacteria_16S 
rain DSM 5628 16S ribosomal RNA, parti 
Clostridia; 


31 


asp 66 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Betaproteobacteria; 
446444 Bacteria_16S 


31 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodoc 
446444 Bacteria_16S 


31 


in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 
446444 Bacteria_16S 

15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


57 


47 


47 


47 


7 16S ribosomal RNA, partial sequence 
Clostridiales Fami 


31 


rain TH-1 16S ribosomal RNA, partial s 
Betaproteobact 


51 


51 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 
446444 Bacteria_16S 


31 


31 


51 


31 


ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chroma 


51 
51 
Clostridia; 


31 


31 


51 


47 


Flavob 


Clostridi 


Caulobac 


Clostridia 


Lachno 


Clostr 


219857227 
nce 


gi 


’ 


gi|219857223 
2651733 26532 


219857206 
ence 26742 
r. 
219857146 
ence 27595 
ales; 


gi 


gi 


219857109 
sequence 


gi 


Fl 
gi|219857108 


equence 


219856893 
28456 
ly XIII. 
219856844 
equence 
eria; 


gi 


gi 


219856842 
nce 
ales; 
219846906 
30255 
terales; 
gi| 219846873 
3072467 30738 
B 
219846822 
equence 

a; Chromat 
219846817 
equence 

les; Lachn 
gi| 219846806 
3172065 31735 
tiaceae; 
219846723 
ence 32963 
spiraceae; 
219846722 
al sequenc 
stridiales 
219846653 


gi 


gi 


gi 


gi 


gi 


gi 


Clo 
gi 


16S ribosomal RNA, partial sequence 3387742 33891 
ammaproteobacteria; Chromatiales; Chroma 
446444 Bacteria_16S 


tiaceae; 
gi|219846518 
3585997 35874 
hylococec 
219846508 
al sequenc 
idiales; C 
219846502 


gi 


gi 


Rhodocyc 


yclaceae 


Pseu 


avobacteri 


acterial 


Hydr 


Euba 


Cc 


alneatri 


ref 


ref 


; Az 
ref 


ref 


ref 


ref 


es; 
ref 


Inc 
ref 


ref 


ref 


ref 


x 
ref 
3 
iale 
ref 
3 
ospi 
ref 


Thi 
ref 


Pse 
ref 


; Bl 
ref 


Rha 
ref 


acea 
ref 


lost 
ref 


2645713 26471 


lale 


15 2675666 Thiob 


56 2761026 Actin 
dono 


2810779 28122 
ales 
2812273 28137 


66 2847142 Mogib 


2918000 29194 
ogen 


2921059 29225 
cter 


10 3026975 Pheny 
aulo 


149167 31506 


156952 31584 


73 3297834 Pseudo 


e 3297885 32993 


56 Methylomonas 


e 3598328 35998 


NR_024855.1 
9 
s; Rhodocycl 
NR_024851.1 


oarcus. 
NR_024834.1 
a 


NR_024774.1 
° 
cardineae; 


NR_024737.1 

2 
; Flavobacte 
NR_024736.1 
1 
Flavobacteri 
NR_024712.1 
a 
ertae Sedis; 
NR_024663.1 
6 
ophilales; H 
NR_024661.1 
6 
iaceae; Euba 
NR_026498.1 
1 
bacteraceae; 


v 


NR_026465.1 


NR_026414.1 
2 
s; Chromatia 
NR_026409.1 
4 
raceae. 
NR_026398.1 


orhodococcu 
NR_026315.1 


udobutyrivib 
NR_026314.1 
4 
autia. 
NR_026245.1 


bdochromatiu 
NR_026110.1 


e; Methylomo 
NR_026100.1 
2 
ridiaceae; C 
NR_026094.1 


Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 
Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Thiobacter 
cter subterraneus 


Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 
6 Tenacibaculum 
aceae; Tenacibaculum. 
Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Eubacterium 
6 Eubacterium 
cterium. 
Phenylobacterium 
obacterium immobile 
Phenylobacterium. 

Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Thiolamprovum 

5 Thiolamprovum 
ceae; Thiolamprovum. 
Desulfotomaculum 

6 Desulfotomaculum 


Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Ss. 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Blautia 

2 Blautia 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Clostridium 

6 Clostridium 
lostridium. 
Capnocytophaga 


ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; 
3634284 3634238 1 47 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 


446444 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


446444 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


3681675 3681629 1 47 gi 

215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
3702708 3702662 1 47 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 


Flavob 


sequence 
acterial 
219846483 
al sequenc 
obacteria; 


219846450 
ce 36803 
s; Flavoba 
219846435 


3606022 360747 
es; Flavobacteri 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


4 Capnocytophaga 
aceae; Capnocytophaga. 
Anaerobiospirillum 

8 Anaerobiospirillum 
Succinivibrionaceae; 


ref |NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref |NR_026026.1 


Polaribacter 

bacter filamentus 
ribacter. 
Gelidibacter algens 


3701387 3702864 Gelidibacter algens Bacteria; 
Flavobacteriaceae; 


Gelidibacter. 


446444 Bacteria_ 


strain M165/69 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


446444 Bacteria_ 


strain PG51 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


446444 Bacteria_ 


strain 19L 16S ri 
Tenericutes; Moll 


446444 Bacteria_ 


franzmannii strai 
Bactero 
446444 Bacteria_16S 


Bacteria; 


hominis strain 65 
Bacteria; 


strain 2761 16S 
Proteobacteria; 


strain KMM 6029 1 
Bacteroidetes; Fl 


446444 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


446444 Bacteria_16S 


strain KMM 6034 1 
Bacteroidetes; Fl 


446444 Bacteria_16S 


KMM 6031 16S ribo 
Flavobacteria; Fl 


446444 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


446444 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


446444 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


446444 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


446444 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


446444 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


446444 Bacteria_16S 
strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 41630 
cteriaceae 


Bacteroidetes; Fl 


446444 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


446444 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


446444 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


446444 Bacteria_16S 


Proteob 
446444 Bacteria_16S 
stercoraria strai 
stercoraria Bacte 
446444 Bacteria_16S 


B 
446444 Bacteria_16S 


16S 3754758 3754712 1 47 


gi 


16S 3759282 3759226 1 57 gi 


16S 3792385 3792335 1 51 


bosomal RNA, partial sequence 


gi 


16S 3793907 3793861 1 47 gi 
n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3828988 3828958 1 31 gi 
73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3888367 3888337 1 31 gi 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteri 
3965149 3965119 1 31 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3982555 3982509 1 47 gi 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3988502 3988456 1 47 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3989980 3989934 1 47 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
3991471 39914251 47 


Pib 
gi 


avobacteriales; Flavobacteriaceae; 


4013955 4013909 1 47 


avobacteria; Flavobacteriales; Flavoba 
4015435 4015389 1 47 gi 
KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
4016914 4016868 1 47 gi 
in KMM 3907 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 


4082106 4082076 1 31 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Te 
4107635 4107585 1 51 gi 
ibosomal RNA, partial sequence 


gi 


nc 
S; 
ct 


pa 
a; 


6S ribosomal RNA, partial sequence 3981260 39826 


6S ribosomal RNA, partial sequence 3987206 39886 


6S ribosomal RNA, partial sequence 3988683 39901 


somal RNA, partial sequence 3990163 3991609 Piboc 
oc 


6S ribosomal RNA, partial sequence 4012648 40140 


cteriaceae 


eq 
ob 


av 


4080799 40822 
pi. 


4106362 41078 
icutes; Acholeplasmatales; Acholeplasmat 


4122857 4122827 1 31 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


4162940 4162894 1 47 


gi 
avobacteria; Flavobacteriales; Flavoba 
40525 40476 1 50 gi 
F-2 16S ribosomal RNA, complete seque 
tes; Bacillales; Staphylococcus. 
60401 60352 i 50 
bosomal RNA, partial sequence 
ammaproteobacteria; 
61949 61900 
osomal RNA, partial 
ammaproteobacteria; Xanthomonadales; X 
107309 107268 11 52 gi 
Z-7288 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
156043 156010 20 53 gi 


gi 


Xanthomonadales; X 
1 50 gi 
sequence 


ct 


nce 
59080 
anthomonad 


60630 
anthomonad 


uence 
iales; 


219846396 


3753459 37549 


219846393 


3757993 37594 


219846369 


3791066 37925 
icutes; Acholeplasmatales; Acholeplasmat 


aceae; 
219846368 
e 
219846344 
eriales; 


219846304 


219846249 


3963836 39652 


ella. 
219846214 


219846213 
uence 
acterial 
219846212 
sequence 
obacteri 


219846165 


dimonas. 
219846148 


aceae; 
219846135 
sequence 
eria; Rh 


219846106 


265679037 


39179 


265679024 
60579 


265679023 
62129 


265678991 


Hal 
265678959 


Achol 


37926 
Flavoba 


38276 


rtial se 
Neisser 


Achol 


ref|NR_025987.1| Mycoplasma bovoculi 
32 Mycoplasma bovoculi Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


Acholeplasma oculi 
oculi Bacteria; 


ref|NR_025960.1 
55 Acholeplasma 
eplasma. 

ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref |NR_025934.1 
53 3829122 Cardio 
Cardiobacteriac 
ref |NR_025894.1 
quence 388702 


Polaribacter 
bacter franzmannii 
ribacter. 
Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Vitreoscilla 
4 3888512 Vitreoscilla 
iales; Neisseriaceae; Vitreoscilla. 
ref|NR_025839.1| Rhodocyclus tenuis 
95 Rhodocyclus tenuis Bacteria; 


ocyclaceae; Rhodocyclus. 

219846237 |ref|NR_025827.1| Bizionia paragorgiae 
84 Bizionia paragorgiae Bacteria; 

cteriaceae; Bizionia. 

219846233|ref|NR_025823.1| Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


cteriaceae; Aquimarina. 

219846232|ref|NR_025822.1| Gillisia mitskevichiae 
12 Gillisia mitskevichiae Bacteria; 

cteriaceae; Gillisia. 

219846231|ref|NR_025821.1| Pibocella ponti strain 
ella ponti Bacteria; Bacteroidetes; 


ref|NR_025804.1| Winogradskyella eximia 

79 Winogradskyella eximia Bacteria; 

; Winogradskyella. 

ref |NR_025803.1| Winodgradskyella 
4014130 4015556 Winodgradskyella 

es; Flavobacteriaceae; Winogradskyella. 

ref|NR_025802.1| Winogradskyella 
4015607 4017035 Winogradskyella 

ales; Flavobacteriaceae; 


v 


ref|NR_025755.1| Tepidimonas aquatica 
97 Tepidimonas aquatica Bacteria; 


ref|NR_025738.1| Acholeplasma pleciae 
18 Acholeplasma pleciae Bacteria; 
eplasma. 
ref|NR_025725.1 
4121524 412305 
odocyclales; Rho 


Petrobacter 
2 Petrobacter 
docyclaceae; 


ref|NR_025696.1| Algibacter lectus 

67 Algibacter lectus Bacteria; 

; Algibacter. 

ref |NR_029345.1 
40723 Staphy 


Staphylococcus 
lococcus condimenti 


ref |NR_029332.1| Xanthomonas theicola 
Xanthomonas theicola Bacteria; 
aceae; Xanthomonas. 
ref |NR_029331.1| Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 
aceae; Xanthomonas. 
ref|NR_029299.1| Acetohalobium 
106000 107471 Acetohalobium 
obacteroidaceae; Acetohalobium. 


formicaceticum strain Al 16S ribosomal RNA, partial sequence 


formicaceticum Ba 


cteria; Firmicutes; Clostridia; 


Clostridiales; 


Cc 


ref|NR_029267.1| Clostridium 
154728 156242 Clostridium 
lostridiaceae; Clostridium. 


446444 Bacteria_16S 166796 166755 6 47 


gi 


strain NCTC 279 16S ribosomal RNA, partial sequence 165488 16699 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
446444 Bacteria_16S 189656 189607 1 50 gi 
aminovalericum strain DSM 1283 16S ribosomal RNA, parti 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostr 
446444 Bacteria_16S 287140 287091 3 52 gi 
strain 01008 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
446444 Bacteria_16S 296362 296313 1 50 gi 


strain R85-13-6 16S ribosomal RNA, partial sequence 295056 29653 


Proteobacteria; Epsilonproteobacteria; Campylobacterale 


285875 28729 


265678952 


Clostridiu 
265678937 
al sequenc 
idiales; C 
265678869 


265678863 


s; Helicob 


ref|NR_029260.1| Clostridium tetani 

5 Clostridium tetani Bacteria; 

m. 

ref|NR_029245.1| Clostridium 

e 188349 189802 Clostridium 
lostridiaceae; Clostridium. 
ref|NR_029175.1| Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


446444 Bacteria_16S 


302305 302256 3 52 


gi 


strain 70-159 16S 
Tenericutes; Moll 


446444 Bacteria_16S 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Parac 


Alphaproteobacter 


446444 Bacteria_16S 


delbrueckii subsp 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


446444 Bacteria_16S 442827 442774 1 54 gi| 265678760 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifi 
Bifidobacterium. 

446444 Bacteria_16S 453569 453520 1 50 gi| 265678752 
strain R 16089 16S ribosomal RNA, complete sequence 452220 45376 
Firmicutes; Bacillales; Macrococcus. 

446444 Bacteria_16S 455168 455119 1 50 gi| 265678751 
strain R 16086 16S ribosomal RNA, complete sequence 453819 45536 
Firmicutes; Bacillales; Macrococcus. 

446444 Bacteria_16S 542186 542137 1 50 gi| 265678691 
nepalensis strain CWl 16S ribosomal RNA, partial sequence 54086 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

446444 Bacteria_16S 639294 639245 1 50 gi| 265678625 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 63798 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
446444 Bacteria_16S 727154 727105 1 50 gi| 265678564 


strain 19glyl 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


ingluviei strain 
Bacteria; Firmicu 


446444 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


446444 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


446444 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 
446444 Bacteria_16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


446444 Bacteria_16S 


strain AM1114 16S 
Firmicutes; Clost 


446444 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


446444 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


446444 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


446444 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
351166 351117 1 50 gi 


ia; Rhodobacterales; Rhodobacteraceae; 
381059 381026 17 50 gi 
indicus strain NCC725 16S ribosomal 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
808771 808722 1 50 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; Lactobacillaceae 
868066 868017 1 50 gi 


ammaproteobacteria; Xanthomonadales; X 
910549 910500 1 50 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
1019735 1019686 1 50 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


1128733 1128684 1 50 gi 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


1223965 1223928 20 57 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

1233112 1233063 1 50 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1294809 1294760 1 50 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 
1309850 1309773 1 78 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


gi 


300996 30245 


indicus Bacteria; 


725825 72731 


16S ribosomal RNA, partial sequence 866725 86827 


succinus Bacteria; 


1222664 12241 


265678859 


265678824 


Paracoccu 
265678801 
RNA, parti 


Succinisp 
265678507 
e 80741 
; Lactobac 


265678467 


anthomonad 
265678438 
quence 

iales; Clo 
265678365 
A, complet 


253680771 
1 sequence 
ria; Campy 


219878346 


Caminicell 
219878271 
quence 
cteria; Rh 
228715348 
sequence 
lococcus. 
228721488 
rtial sequ 
roteobacte 


1311323 1311246 1 78 gi 


Firmicutes; 


Firmicutes; 


ref|NR_029065.1 
441527 442954 
dobacteriales; B 


ref|NR_029057.1 


ref|NR_029056.1 


ref |NR_028996.1 
2 542331 Staphy 


ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref|NR_028868.1 
9 Succinispira 
ira. 
ref|NR_028810.1 
2 808917 Lactob 
illus. 
ref|NR_028770.1 


aceae; Xanthomon 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028667.1 
e sequence 
Bacillales; 
ref|NR_028019.1 

1127427 112890 
lobacterales; He 
ref|NR_025485.1 
ae 
ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref|NR_027520.1 

1293463 129495 


ref 
ence 
ria; 


NR_027611.1 
130859 
Rhizobiales 


228721487 


Lactobacillales; 


ref|NR_029169.1| Helicobacter mustelae 
6 Helicobacter mustelae Bacteria; 
acteraceae; Helicobacter. 
ref|NR_029165.1| Mycoplasma pirum 

2 Mycoplasma pirum Bacteria; 
ref|NR_029129.1| Paracoccus kocurii 
occus kocurii Bacteria; Proteobacteria; 
Ss. 

ref|NR_029106.1| Lactobacillus 

al sequence 379741 381255 


Lactobacillaceae; 
Bifidobacterium 
Bifidobacterium 


ifidobacteriaceae; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Staphylococcus 
lococcus nepalensis 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Succinispira mobilis 


mobilis Bacteria; 


Lactobacillus 
acillus ingluviei 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Clostridium 
Clostridium 

stridium. 
Staphylococcus 
1018386 1019933 
Staphylococcus. 
Helicobacter 

7 Helicobacter 

licobacteraceae; 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Staphylococcus equorum 
6 Staphylococcus equorum 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


, 


ref |NR_027610.1 


131006 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 


facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


446444 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


446444 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


carnosus subsp. Cc 
carnosus subsp. Cc 


strain GD521 16S 
Firmicutes; Bacil 


446444 Bacteria_16S 


subsp. sciuri str 
subsp. sciuri Bac 


446444 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


446444 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


446444 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 


446444 Bacteria_16S 


nitritireducens B 
Stenotrophomonas. 


446444 Bacteria_16S 


hydrothermalis st 


Thermomonas. 


446444 Bacteria_16S 


taiwanensis Bacte 
Pseudoxanthomonas 


446444 Bacteria_16S 


446444 Bacteria_16S 


acetigenes strain 


Sporanaerobacter. 


446444 Bacteria_16S 


cteria; Proteobacteria; Gammaproteobacte 


ribosomal RNA, partial sequence 
lales; Staphylococcus. 


ain DSM 20345 16S ribosomal RNA, complet 
teria; Firmicutes; Bacillales; Staphyloc 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xan 


ria; Firmicutes; Lactobacillales; Aeroco 


rain B1616/1 16S ribosomal RNA, partial 


1312863 1312814 1 50 gi|228721465|ref|NR_027606.1 
ain LMG 747 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Gammaproteobacteria; 


1320646 1320597 1 50 gi| 228715347 |ref|NR_027519.1 
s strain MAW 8436 16S ribosomal RNA, partial sequence 
ealyticus Bacteria; Firmicutes; Bacillales; 
446444 Bacteria_16S 


Staphylococcus. 
1322188 1322139 1 50 gi|228715346|ref|NR_027518.1 
arnosus strain 361 16S ribosomal RNA, partial sequence 
arnosus Bacteria; Firmicutes; Bacillales; 
446444 Bacteria_16S 


Staphylococcus. 
1434379 14343301 50 gi|224581433|ref|NR_027215.1 
1433051 1434525 Staphylococcus felis Bacteria; 


1479900 1479851 1 50 gi| 219878381 |ref|NR_025520.1 


1655594 1655545 1 50 gi|219878438|ref|NR_025577.1 


ae; Dolosicoccus. 
2042248 2042199 1 50 gi| 219878167 |ref|NR_025306.1 


2043808 2043759 1 50 gi|219878166|ref|NR_025305.1 
nitritireducens strain L2 16S ribosomal RNA, partial sequ 
acteria; Proteobacteria; Gammaproteobact 


ence 
eria; 


2094378 2094329 1 50 gi|219878126|ref|NR_025265.1 
rain SGM-6 16S ribosomal RNA, partial se 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacte 


quence 
Xanthomonadales; Xanthomonadaceae; 


2185269 2185220 1 50 gi|219857609|ref|NR_025198.1 
taiwanensis strain CB-226 16S ribosomal RNA, partial sequ 
ria; Proteobacteria; Gammaproteobacteria 


2203495 2203446 1 50 gi| 219857597 |ref|NR_025185.1 
lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycopla 
446444 Bacteria_16S 


smataceae; Mycoplasma. 
2211048 2210999 1 50 gi|219857592|ref|NR_025180.1 
strain CH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2255068 2255027 6 47 gi|219857563|ref|NR_025151.1 


Xanthomonas arboricola 
1311542 1313043 Xanthomonas arboricola 


Xanthomonadales; Xanthomonadaceae; 


Staphylococcus capitis 
1319300 1320791 Staphylococcus 


Staphylococcus 
1320842 1322334 Staphylococcus 


Staphylococcus felis 


Staphylococcus sciuri 


e sequence 1478573 1480100 Staphylococcus sciuri 


Thermomonas fusca 


1654275 1655771 Thermomonas fusca Bacteria; 
thomonadaceae; Thermomonas. 

2040690 2040641 1 50 gi|219878168|ref|NR_025307.1 
n 2992-95 16S ribosomal RNA, partial seq 


Dolosicoccus 
2039358 2040867 Dolosicoccus 


Pseudoxanthomonas 


nce 2040918 2042439 Pseudoxanthomonas 
Xanthomonadales; Xanthomonadaceae; 


Stenotrophomonas 
2042490 2044002 Stenotrophomonas 


Xanthomonadales; Xanthomonadaceae; 


Thermomonas 
2093069 2094546 Thermomonas 


Pseudoxanthomonas 
2183928 2185466 Pseudoxanthomonas 


Xanthomonadales; Xanthomonadaceae; 


Mycoplasma 
2202199 2203669 Mycoplasma 


Mycoplasma cricetuli 


2209746 2211224 Mycoplasma cricetuli Bacteria; 


Sporanaerobacter 


Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 


2293315 2293266 1 50 gi|219857536|ref|NR_025124.1 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
446444 Bacteria_16S 
strain 91-4 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 
446444 Bacteria_16S 


Helicobacter aurati 


2292020 2293474 Helicobacter aurati Bacteria; 
Helicobacteraceae; Helicobacter. 
2296294 2296245 1 50 gi|219857533|ref|NR_025121.1 
2295034 2296438 Bartonella bovis Bacteria; 
llaceae; Bartonella. 
2318924 2318875 1 50 gi|]219857517|ref|NR_025105.1 


Bartonella bovis 


Pseudoxanthomonas 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 
446444 Bacteria_16S 


Stenotrophomonas. 


446444 Bacteria_16S 


canadensis strain 


Helicobacter. 
446444 Bacteria_1 


6S 2368934 2368885 1 50 gi|219857481|ref|NR_025069.1 
spermatophilum strain AH159 16S ribosomal RNA, partial sequence 
spermatophilum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


446444 Bacteria _1 


strain PG15 16S ribosomal RNA, partial sequence 


6S 2373436 2373387 1 50 gi|219857478|ref|NR_025066.1 


2320516 2320467 1 50 gi|219857516|ref|NR_025104.1 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; 


2332549 2332500 1 50 gi| 219857508 |ref|NR_025096.1 
NLEP-16143 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Xanthomonadaceae; Pseudoxanthomonas. 
Stenotrophomonas 
2319172 2320713 Stenotrophomonas 


Xanthomonadales; Xanthomonadaceae; 


Helicobacter 
2331268 2332724 Helicobacter 


Campylobacterales; Helicobacteraceae; 


= Mycoplasma 
2367647 2369075 Mycoplasma 


Mycoplasma maculosum 


2372144 2373602 Mycoplasma maculosum Bacteria; 


446444 Bacteria_16S 2550197 2550148 1 50 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

446444 Bacteria_16S 2608632 2608603 1 30 gi|219857263|ref|NR_024894.1| Neptunomonas 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 

446444 Bacteria_16S 2672414 2672365 1 50 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

446444 Bacteria_16S 2851644 2851595 1 50 gi|219856890|ref|NR_024709.1| Pseudomonas 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 2850317 2851835 Pseudomonas 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

446444 Bacteria_16S 2853213 2853164 1 50 gi|219856889|ref|NR_024708.1| Pseudomonas geniculata 
strain ATCC 19374 16S ribosomal RNA, partial sequence 2851886 2853382 Pseudomonas geniculata 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae. 

446444 Bacteria_16S 2857892 2857843 1 50 gi|219856886|ref|NR_024705.1| Pseudomonas cissicola 
strain ATCC 33616 16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

446444 Bacteria_16S 2908541 2908492 1 50 gi| 219856851 |ref|NR_024670.1| Staphylococcus 
vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 2907194 2908690 Staphylococcus 
vitulinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

446444 Bacteria_16S 2910087 2910038 1 50 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

446444 Bacteria_16S 2911631 2911582 1 50 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

446444 Bacteria_16S 2913173 29131241 50 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

446444 Bacteria_16S 2914717 2914668 1 50 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

446444 Bacteria_16S 2916260 29162111 50 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

446444 Bacteria_16S 2917802 2917753 1 50 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

446444 Bacteria_16S 2923933 2923884 1 50 gi|219856841|ref|NR_024660.1| Pseudoxanthomonas 
japonensis strain 12-3 16S ribosomal RNA, partial sequence 2922617 2924080 Pseudoxanthomonas japonensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
446444 Bacteria_16S 3007281 3007225 1 57 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
446444 Bacteria_16S 3048226 3048177 1 50 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

446444 Bacteria_16S 3057369 3057324 1 46 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

446444 Bacteria_16S 3067907 3067858 1 50 gi|219846877|ref|NR_026469.1| Gemella palaticanis 
strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

446444 Bacteria_16S 3135324 3135275 1 50 gi|219846832|ref|NR_026424.1| Paracoccus alkenifer 
strain A901/1 16S ribosomal RNA, partial sequence 3134094 3135501 Paracoccus alkenifer Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

446444 Bacteria_16S 3141382 3141333 1 50 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

446444 Bacteria_16S 3142941 3142892 1 50 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

446444 Bacteria_16S 3182457 3182408 1 50 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

446444 Bacteria_16S 3184009 3183960 1 50 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 


strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


446444 Bacteria_16S 
strain LMG 947 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
446444 Bacteria_16S 
strain LMG 673 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
446444 Bacteria_16S 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 
vesicatoria Bacteria; 


Xanthomonas. 


446444 Bacteria_16S 


strain LMG 690 16 


strain LMG 733 16 


strain LMG 847 16 


strain LMG 8670 1 


strain LMG 736 16 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


446444 Bacteria_16S 


strain LMG 5743 1 
Proteobacteria; G 


strain LMG 5047 1 
Proteobacteria; G 


strain LMG 708 16 
Proteobacteria; G 


strain LMG 538 16 
Proteobacteria; G 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


446444 Bacteria_16S 


strain 743A 16S r 
Firmicutes; Clost 


446444 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


446444 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


Mollicutes; Mycop 


446444 Bacteria_16S 
in LL2 16S ribosomal RNA, partial sequence 3782135 3783570 Mycopl 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
446444 Bacteria_16S 


leopharyngis stra 
Bacteria; 


strain Hh-2 16S r 


strain ATCC 29543 
Bacteria; Proteob 


3185561 3185512 1 


3187113 3187064 1 


3188665 3188616 1 
Proteobacteria; 


3190217 3190168 1 


3191769 31917201 


3193321 31932721 


3194871 3194822 1 


3196423 31963741 


3199380 31993311 


3289963 3289914 1 


3291488 3291439 1 


3293040 3292991 1 


3294592 3294543 1 


3296142 3296093 1 
ria; Proteobacteria; 
3596547 3596498 1 


ridia; Clostridiales; 


3601207 3601158 1 
bacillales; 
3635809 3635760 1 
3757764 3757715 3 
lasmataceae; Mycoplasma. 
3783433 3783384 1 
3802921 3802872 1 


3818260 38182111 


3822846 3822797 1 


50 


50 


50 


Gammaproteobacteria; 


50 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
446444 Bacteria_16S 


50 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
446444 Bacteria_16S 


50 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
446444 Bacteria_16S 


50 


6S ribosomal RNA, partial sequence 3193552 31950 
Proteobacteria; Gammaproteobacteria; 
446444 Bacteria_16S 


50 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
446444 Bacteria_16S 
train DSM 3856 16S ribosomal RNA, partial sequence 3198121 319956 
acteria; Proteobacteria; Alphaproteobacteria; 


50 


50 


6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
446444 Bacteria_16S 


50 


6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
446444 Bacteria_16S 


50 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadacea 
446444 Bacteria_16S 


50 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadacea 
446444 Bacteria_16S 


50 


n LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


50 


ibosomal RNA, partial sequence 
Clostridiaceae; 


50 


6S ribosomal RNA, partial sequence 3599877 36013 
Carnobacteriaceae; 


50 


7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campylobacterales; H 
446444 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 


52 


3756485 3757942 Mycoplasma alvi Bacte 


50 


50 


ibosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
446444 Bacteria_16S 


50 


16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campylobacterales; H 
446444 Bacteria_16S 


50 


strain ST1l 16S ribosomal RNA, partial sequence 


446444 Bacteria_16S 


3845554 3845505 1 


50 


strain AW 25 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


lales; Staphylococcus. 


Dolosigranulum. 


219846798 |ref 


gi 


NR_026390.1 


Xanthomonas bromi 


3184240 3185741 Xanthomonas bromi Bacteria; 


Xanthomonadales; Xanthomonadaceae; 


219846797 |ref 


gi 


NR_026389.1 


Xanthomonas. 


Xanthomonas cassavae 


3185792 3187293 Xanthomonas cassavae Bacteria; 


Xanthomonadales; Xanthomonadaceae; 


219846796 |ref 


gi 


Ww 


219846795 |ref 


gi 


219846794 |ref 


gi 


219846793 |ref 


gi 


Xanthomonadales; 


NR_026388.1 


NR_026387.1 


NR_026386.1 


NR_026385.1 


Xanthomonas. 


Xanthomonas 


187344 3188845 Xanthomonas 
Xanthomonadaceae; 


Xanthomonas cucurbitae 


3188896 3190397 Xanthomonas cucurbitae Bacteria; 


Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


Xanthomonas hortorum 


3190448 3191949 Xanthomonas hortorum Bacteria; 


Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


Xanthomonas pisi 


3192000 3193501 Xanthomonas pisi Bacteria; 


Xanthomonadales; Xanthomonadaceae; 


219846792 |ref 


gi 


Xanthomonadales; Xanthomonadaceae; 


219846791 |ref 


gi 


NR_026384.1 


NR_026383.1 


Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


3195102 3196603 Xanthomonas vasicola Bacteria; 


Xanthomonadales; Xanthomonadaceae; 


219846789 |ref 


gi 
Rhodos 


219846728 |ref 


gi 


219846727 |ref 


gi 


219846726|ref 


gi 


NR_026381.1 


pirillales; 


NR_026320.1 


NR_026319.1 


NR_026318.1 


Xanthomonas. 


Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
Xanthomonas. 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
Xanthomonas. 


Xanthomonas fragariae 


3291719 3293220 Xanthomonas fragariae Bacteria; 


219846725 |ref 


gi 


e; Xanthomon 
NR_026317.1 


as. 
Xanthomonas axonopodis 


3293271 3294772 Xanthomonas axonopodis Bacteria; 


gi| 219846724 


Xanthomona 


219846511|ref 


gi 


3294823 329632 


e; Xanthomon 
NR_026316.1 
dales; Xanth 


NR_026103.1 


as. 

Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Clostridium populeti 


3595254 3596742 Clostridium populeti Bacteria; 


Clostridium. 


gi|219846506|ref 


219846482 |ref 


gi 


219846394 |ref 


gi 


219846375|ref 


gi 


219846361|ref 


gi 


3801626 3803095 Helicobacter 


Helicobacte 


gi| 219846351 |ref 


219846348 |ref 


gi 


3821543 3823020 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Helicobacte 


3634529 3635951 Helico 


3816954 3818434 Woline 


NR_026098.1 


NR_026074.1 
elicobactera 
NR_025985.1 


NR_025966.1 


NR_025952.1 


raceae; Heli 
NR_025942.1 


elicobactera 
NR_025939.1 


raceae; 


gi| 219846332 |ref 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Mycoplasma alvi strain 
ria; Tenericutes; 


Mycoplasma 
asma leopharyngis 


Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 

Wolinella succinogenes 
lla succinogenes 

ceae; Wolinella. 
Helicobacter muridarum 


muridarum Bacteria; 
Helicobacter. 


NR_025922.1 


Staphylococcus warneri 


3844228 3845697 Staphylococcus warneri Bacteria; 


446444 Bacteria_ 
strain 4229 16S r 
Tenericutes; Moll 
446444 Bacteria_ 


strain 2917B 16S 
Firmicutes; 


Bacteria; 


Bacteria; 
446444 Bacteria_ 


strain HY-35-12 1 
Clost 


Firmicutes; 
446444 Bacteria_ 


strain P2 16S rib 
D 


Proteobacteria; 
446444 Bacteria_ 


strain A828 16S r 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
446444 Bacteria_16S 4194971 41949301 42 gi|219846079|ref|NR_025669.1 
strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 41950 


Proteobacteria; 
446444 Bacteria_ 


Bacil 
446444 Bacteria_ 
strain ATCC 10379 
Firmicu 
446444 Bacteria_ 
strain Karp 16S r 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
446444 Bacteria_ 
strain NCIMB 1176 
Proteob 


B 


16S 3860545 3860496 3 52 
ibosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ibosomal RNA, partial sequence 


16S 3969622 3969573 1 50 gi 


2 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Al 
16S 4393 4337 1 57 gi 


219846322 
3859256 38606 


3934247 39357 
ke 
219846246 


4107869 41092 


ref 


ttsiaceae; 
ref 


39683 


caligenace 
265679061 


ae; 
ref 


66 3969766 Phaeo 


NR_025912.1 


16S 3872785 3872736 1 50 gi|219846314|ref|NR_025904.1 

ribosomal RNA, partial sequence 3871442 38729 

lales; Bacillales Family XI. Incertae Sedis; Gemella. 

16S 3874372 3874323 1 50 gi|219846313|ref|NR_025903.1 
16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 

tes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

16S 3935528 3935479 1 50 gi|219846270|ref|NR_025860.1 


ickettsieae; 
NR_025836.1 


Kerstersia. 
NR_029369.1 


s 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 
R 


Orientia. 
Phaeospirillum fulvum 
pirillum fulvum 


acteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 

16S 4025999 4025950 1 50 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
6S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 

ridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 4095737 4095688 1 50 gi|219846156|ref|NR_025746.1| Desulfofaba fastidiosa 
osomal RNA, partial sequence 4094388 4095793 Desulfofaba fastidiosa Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

16S 4109116 4109067 1 50 gi|219846146|ref|NR_025736.1| Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Legionella erythra 


strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 4533 Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

446444 Bacteria_16S 66425 66405 37 57 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

446444 Bacteria_16S 72482 72426 1 57 gi| 265679016 |ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

446444 Bacteria_16S 119602 119546 1 57 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

446444 Bacteria_16S 121103 121047 1 57 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
446444 Bacteria_16S 134862 134806 1 57 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

446444 Bacteria_16S 137808 137752 1 57 gi|265678971|ref|NR_029279.1| Oerskovia turbata 
strain 27 16S ribosomal RNA, partial sequence 136495 138004 Oerskovia turbata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

446444 Bacteria_16S 139367 139311 1 57 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
446444 Bacteria_16S 140896 140840 1 57 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
446444 Bacteria_16S 145414 145358 1 57 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

446444 Bacteria_16S 191182 191126 1 57 gi| 265678936 |ref|NR_029244.1| Methylomicrobium album 


strain BG8 16S ri 
G 
446444 Bacteria_16S 
whittenburyi stra 


Proteobacteria; 


Methylococcaceae; 


446444 Bacteria_16S 
capsulatus strain 
Proteob 
446444 Bacteria_16S 
strain A30 16S ribosomal RNA, partial sequence 


Bacteria; 


bosomal RNA, partial sequence 


194202 194146 1 57 gi 


Methylobacter. 

195713 195657 1 57 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
197223 197167 1 57 gi 


189853 19130 
ammaproteobacteria; Methylococcales; Methylococc 
265678934 
in 1521 of Whittenbury 16S ribosomal RNA, partia 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


265678933 
ence 19438 
occales; 
265678932 
195893 197354 Methylomicrobium agile Bacteria; 


acea 
ref 
1 se 


ref 


Methy 


5 195842 Methyl 


e; Methylomi 
NR_029242.1 
quence 


NR_029241.1 


lococcaceae; 


ref 


6 Methylomicrobium album Bacteria; 


crobium. 
Methylobacter 
192873 194334 

Methylococcales; 


Methylococcus 
ococcus capsulatus 
Methylococcus. 


NR_029240.1 


Methylomicrobium agile 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 


446444 Bacteria_16S 262923 262883 11 51 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

446444 Bacteria_16S 268985 268929 1 57 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

446444 Bacteria_16S 276566 276538 22 50 gi|265678876|ref|NR_029182.1| Helicobacter bilis 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

446444 Bacteria_16S 313052 313024 22 50 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

446444 Bacteria_16S 349710 349654 1 57 gi|265678825|ref|NR_029130.1| Agromyces hippuratus 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromyces hippuratus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

446444 Bacteria_16S 368941 368885 1 57 gi| 265678809 |ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

446444 Bacteria_16S 378016 377960 1 57 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 


XILO1 16S ribosomal RNA, 
Actinobacteridae; Actinomycetales; Micrococcineae; Micr 


446444 Bacteria_ 


xylanilytica strain XIL11 16S ribosomal RNA, complete s 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae 
Cellulomonadaceae; 


446444 Bacteria_ 
subsp. 


cerinus subsp. ni 
Microbacteriaceae 


446444 Bacteria_ 


hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae 


446444 Bacteria_ 
strain XILO8 16S 


Xylanibacterium. 
446444 Bacteria_ 
strain YIM 31530 


446444 Bacteria_ 


J18 16S ribosomal 


Actinobacteridae; 


tratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
; Agromyces. 
16S 404097 404041 1 57 gi| 265678786 |ref|NR_029091.1 
YIM 001 16S ribosomal RNA, partial sequence 402781 404300 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
; Streptomyces. 
16S 407190 407134 1 57 gi|265678784|ref|NR_029089.1 
ribosomal RNA, complete sequence 405881 40739 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosp 
16S 462687 462631 1 57 gi| 265678743 |ref|NR_029048.1 
16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
16S 467222 467166 1 57 gi|265678740|ref|NR_029045.1 
RNA, partial sequence 465880 467346 Rothia amarae Bacteri 
Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
490251 490195 1 57 gi| 265678725 |ref|NR_029030.1 


446444 Bacteria_16S 


strain QH3A7 16S 


nitratus s 


complete sequence 


16S 397894 397838 1 57 gi 


Cellulomonas. 
16S 402557 402501 1 
train IMET 11532, 


57 gi 


ribosomal RNA, complete sequence 


16S ribosomal RNA, p 


376697 378215 Agromyces 
obacteriac 


265678790 
equence 


v 


265678787 


488917 49045 


Actinomyceta 


artial sequenc 


ulmi Bacte 
eae; Agromyces. 
ref|NR_029095.1 

396579 398094 
les; Microco 
ref|NR_029092.1 
e 401266 


ia; Actinobacteria; 


Cellulomonas 
Cellulomonas 
ccineae; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Streptomyces 
Streptomyces 


cineae; 


Xylanibacterium ulmi 


3 Xylanibacterium ulmi Bacteria; 


oraceae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Rothia amarae strain 
a; Actinobacteria; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

446444 Bacteria_16S 494904 494848 1 57 gi| 265678722 |ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

446444 Bacteria_16S 496409 496353 1 57 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

446444 Bacteria_16S 531528 531472 1 57 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

446444 Bacteria_16S 599561 599505 1 57 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
446444 Bacteria_16S 601091 601035 1 57 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

446444 Bacteria_16S 605713 605657 1 57 gi|265678648|ref|NR_028953.1| Saccharospirillum 


impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccharospirillum impatiens 


Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Saccharospirillum. 


Saccharospirill 


aceae; 


446444 Bacteria_16S 


strain CMS90 16S 


446444 Bacteria_16S 


CMS 76or 16S ribo 
Actinobacteridae; 


446444 Bacteria_16S 


strain 216 16S ri 


Luteococcus. 


647096 647040 1 57 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
648628 648572 1 57 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
somal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
708508 708452 1 57 gi|265678577|ref|NR_028882.1| Luteococcus peritonei 
bosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
756579 756523 1 57 gi| 265678542 |ref|NR_028846.1| Agromyces albus strain 


446444 Bacteria_16S 


VKM Ac-1800 16S r 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


446444 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


446444 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


446444 Bacteria_16S 


strain AC 615 16S 


782673 782617 1 57 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

796381 796325 1 57 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
839220 839164 1 57 gi 
ribosomal RNA, partial sequence 


755262 75674 
ococcineae; 


265678524 
sequence 
dae; Actin 


265678515 
nce 79504 
eptospiril 
265678487 


837961 83941 


; Microbacteriac 
ref |NR_028828.1 

781358 782875 
omycetales; Micr 


ref |NR_028818.1 
0 796555 Leptos 
lum. 


ref |NR_028790.1 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Xylanimonas 
Xylanimonas 

ococcineae; 


Leptospirillum 
pirillum ferriphilum 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Propionibacterium 
Propionibacterium 

ionibacterineae; 


Streptosporangium 
Streptosporangium 
rangineae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Leifsonia poae strain 
eae; Leifsonia. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Desulfofaba gelida 


0 Desulfofaba gelida Bacteria; 


fofaba. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Acrocarpospora 
8 Acrocarpospora 


sporangineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Nonomuraea longicatena 

raea longicatena 
Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
446444 Bacteria_16S 855734 855678 1 57 gi| 265678475 |ref|NR_028778.1 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Propionibacteriaceae; Propionibacterium. 

446444 Bacteria_16S 875484 875428 1 57 gi|265678462|ref|NR_028765.1 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptospo 
Streptosporangiaceae; Streptosporangium. 

446444 Bacteria_16S 886024 885968 1 57 gi|265678454|ref|NR_028756.1 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathay 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Rathayibacter. 

446444 Bacteria_16S 887560 887504 1 57 gi| 265678453 |ref|NR_028755.1 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
446444 Bacteria_16S 912120 912064 1 57 gi| 265678437 |ref|NR_028739.1 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
446444 Bacteria_16S 923035 922987 1 49 gi|265678430|ref|NR_028732.1 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
446444 Bacteria_16S 924606 924558 1 49 gi| 265678429 |ref|NR_028731.1 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
446444 Bacteria_16S 926148 926100 1 49 gi|265678428|ref|NR_028730.1 
strain PSv29 16S ribosomal RNA, partial sequence 924822 92631 

Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
446444 Bacteria_16S 1090972 1090916 1 57 gi|265678316|ref|NR_028618.1 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 109113 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Nonomuraea. 

446444 Bacteria_16S 1099940 1099884 1 57 gi|265678310|ref|NR_028612.1 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 110009 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptosporangiaceae; Acrocarpospora. 

446444 Bacteria_16S 1102905 1102849 1 57 gi|265678308|ref|NR_028610.1 
strain 14 16S ribosomal RNA, partial sequence 1101592 11031 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
446444 Bacteria_16S 1107511 1107455 1 57 gi|265678304|ref|NR_028606.1 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomu 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nonomuraea. 

446444 Bacteria_16S 1109057 1109001 1 57 gi|265678303|ref|NR_028605.1 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microbispora. 

446444 Bacteria_16S 1137786 1137730 1 57 gi| 253680765 |ref|NR_028013.1 


CMS 81 16S riboso: 


mal RNA, complete sequence 


Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 


Leifsonia aurea strain 


1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 


446444 Bacteria_16S 1162025 1161969 1 57 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 
446444 Bacteria_16S 1201381 1201329 1 53 gi| 228715386 |ref|NR_027531.1| Aminobacterium 
colombiense DSM 12261 16S ribosomal RNA, partial sequence 1200061 1201579 Aminobacterium colombiense DSM 
12261 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 
446444 Bacteria_16S 1217985 1217929 1 57 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
446444 Bacteria_16S 1219419 1219363 1 57 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 
446444 Bacteria_16S 1222457 1222401 1 57 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 
446444 Bacteria_16S 1227005 1226949 1 57 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 
446444 Bacteria_16S 1281114 1281058 1 57 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 
446444 Bacteria_16S 1291747 1291699 1 49 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
446444 Bacteria_16S 1308362 1308306 1 57 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
446444 Bacteria_16S 1334458 1334402 1 57 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 
446444 Bacteria_16S 1349759 1349703 1 57 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 
446444 Bacteria_16S 1399380 1399324 1 57 gi|228715357|ref|NR_027529.1| Gemmatimonas 
aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 
446444 Bacteria_16S 1402406 1402350 1 57 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 
446444 Bacteria_16S 1421966 1421910 1 57 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
446444 Bacteria_16S 1426611 1426555 1 57 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
446444 Bacteria_16S 1428176 1428120 1 57 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
446444 Bacteria_16S 1454198 1454142 1 57 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
446444 Bacteria_16S 1475213 1475157 1 57 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
446444 Bacteria_16S 1476770 1476714 1 57 gi|219878445|ref|NR_025584.1| Mycobacterium avium 


subsp. 
subsp. 


avium strain DSM 44156 16S ribosomal RNA, partial sequence 
avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


1475465 1476936 Mycobacterium avium 


Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 


446444 Bacteria_16S 1489045 1488989 1 57 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

446444 Bacteria_16S 1499576 1499528 1 49 gi|219846656|ref|NR_026248.1| Catonella morbi ATCC 
51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 51271 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

446444 Bacteria_16S 1502470 1502414 1 57 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

446444 Bacteria_16S 1529626 1529570 1 57 gi|219857434|ref|NR_025022.1| Actinomadura spadix 


strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinoallomurus. 

446444 Bacteria_16S 1531138 1531082 1 57 gi|219857433|ref|NR_025021.1 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 153130 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Thermomonosporaceae; Actinomadura. 

446444 Bacteria_16S 1544962 1544906 1 57 gi|219857262|ref|NR_024893.1 


strain KMM 426 16 
Bacteroidetes; Fl 


446444 Bacteria_16S 


strain DSM 40258 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
446444 Bacteria_16S 1593235 1593179 1 57 gi| 219878483 |ref|NR_025622.1 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 159193 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Streptomycineae; Streptomycetaceae; Streptomyces. 

446444 Bacteria_16S 1594781 1594725 1 57 gi| 219878482 |ref|NR_025621.1 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 159348 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Streptomycetaceae; Streptomyces. 

446444 Bacteria_16S 1596328 1596272 1 57 gi|219878481|ref|NR_025620.1 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 159652 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 

446444 Bacteria_16S 1605619 1605563 1 57 gi|219878474|ref|NR_025613.1 


strain DSM 12798 


S ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1590139 1590083 1 57 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


446444 Bacteria_16S 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


446444 Bacteria_16S 


strain R2014 16S 


1607160 1607104 1 57 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


1669410 1669354 1 57 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


446444 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


446444 Bacteria_16S 


strain ISP 5293 1 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


446444 Bacteria_16S 


strain 4-0 16S ri 


1747163 1747107 1 57 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 
1772803 1772747 1 57 gi 
Stre 
1774301 1774245 1 57 gi 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
Streptomyces. 

1781978 1781922 1 57 
bosomal RNA, partial sequence 


’ 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


446444 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


446444 Bacteria_16S 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


446444 Bacteria_16S 


strain DSM 46000 
Actinobacteria; A 


446444 Bacteria_16S 


flaccumfaciens pv 


1786420 1786384 11 47 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
1806215 1806159 1 57 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1807753 1807697 1 


’ 


57 gi 


ctinobacteridae; Actinomycetales; Micr 
1812335 1812279 1 57 gi 


1528339 15297 


1543657 15451 
eriaceae 


ct 
219878485 


16S ribosomal RNA, partial sequence 1588843 15903 


16S ribosomal RNA, partial sequence 1604315 16058 
occineae 


oc 
219878472 
quence 


v 


219878429 


1668114 16695 


nomycineae 
219878376 
1 sequence 
Actinomyc 


219878355 


6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 
446444 Bacteria_16S 


ptomycinea 
219878354 
al sequenc 
ae; Actino: 


’ 


219878349 


1780670 17821 


ococcineae 
219878345 
17851 
daceae; Dy 
219878332 
al sequenc 
e; 


219878331 


16S ribosomal RNA, partial sequence 1806449 18079 


ococcineae 
219878328 


Actinomy 


Actinomycet 


, Ar 
ref 


enibacter. 
NR_025624.1 


; Micrococcaceae 
ref |NR_025611.1 

1605856 160731 
cetales; Microco 


ref|NR_025568.1 


; Actinomycetace 
ref|NR_025515.1 

1745863 174730 
etales; Streptos 


ref|NR_025494.1 
83 Streptomyces 
e; Streptomyceta 
ref|NR_025493.1 
e 1773034 177448 
mycetales; Strep 


ref |NR_025488.1 


; Micrococcaceae 
ref|NR_025484.1 
30 1786580 Dysgon 
sgonomonas. 
ref|NR_025471.1 
e 1804913 180639 
ales; Microc 


ref|NR_025470.1 


; Cellulomonadac 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 
Actinomadura 
8 Actinomadura 


orangineae; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 


Streptomyces catenulae 


40 Streptomyces catenulae Bacteria; 


ceae; Streptomyces. 

Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Arthrobacter mysorens 


05 Arthrobacter mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Actinomadura 

0 Actinomadura 

porangineae; 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Dysgonomonas mossii 
omonas mossii Bacteria; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 


ref|NR_025467.1 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 


Curtobacterium 
1811040 1812516 


Curtobacterium flaccumfaciens pv. 


446444 Bacteria_16S 1815418 1815362 1 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


57 


LMG 19981 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


446444 Bacteria_16S 
herbarum strain P 
herbarum Bacteria; 
Curtobacterium. 
446444 Bacteria_16S 


1821544 1821488 1 


1823070 1823014 1 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 


57 


420/07 16S ribosomal RNA, partial sequence 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 


57 


219878326|ref 


gi 


NR_025465.1 


Fulvimonas soli strain 


1814099 1815595 Fulvimonas soli Bacteria; 


219878322 |ref 


gi 


219878321|ref 


gi 


NR_025461.1 


NR_025460.1 


Fulvimonas. 


Curtobacterium 


820242 1821724 Curtobacterium 
Micrococcineae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 


446444 Bacteria_16S 1835202 1835146 1 57 gi|219878312|ref|NR_025451.1| Gulosibacter 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 1835317 Gulosibacter 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Gulosibacter. 

446444 Bacteria_16S 1901084 1901028 1 57 gi| 219878263 |ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

446444 Bacteria_16S 1911171 1911115 1 57 gi|219878256|ref|NR_025395.1| Actinomyces 


marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 19112 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
446444 Bacteria_16S 1959932 1959876 1 
strain CF-43 16S 


446444 Bacteria_16S 
strain CCUG 35957 


2036053 2035997 1 


446444 Bacteria_16S 2053192 2053136 1 


elephantis strain 


Mycobacteriaceae; Mycobacterium. 
446444 Bacteria_16S 2057730 2057674 1 


somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
446444 Bacteria_16S 2059269 2059213 1 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; Streptomyces. 
446444 Bacteria_16S 2066810 2066754 1 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


446444 Bacteria_16S 
granulosum strain 


2079113 2079057 1 


Propionibacteriaceae; Propionibacterium. 
446444 Bacteria_16S 2082222 2082166 1 
avidum strain DSM 


Propionibacterium. 


446444 Bacteria_16S 2089824 2089752 1 


Soel 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
446444 Bacteria_16S 
aquiterrae strain 
Bacteria; Actinobacteria; 
Nocardioides. 
446444 Bacteria_16S 2106561 2106505 1 
glaciale strain ACAM 644 
glaciale Bacteria; Bacteroidetes; 
446444 Bacteria_16S 


Xanthomonadales; 
2100438 2100382 1 


2111133 2111077 1 


strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 


446444 Bacteria_16S 2167079 2167023 1 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actino 


Pseudonocardia. 
2168598 2168542 1 


Pseudonocardiaceae; 
446444 Bacteria_16S 


strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


57 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


57 


16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


57 


DSM 44368 16S ribosomal RNA, partial 
elephantis Bacteria; Actinobacteria; Actinobacteridae; 


57 


57 


strain B19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


57 


57 


DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 


57 


4901 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 


72 


2088549 2089942 Nevskia r 
Sinobacteraceae; 


57 


GW-9 16S ribosomal RNA, partial sequence 


57 


16S ribosomal RNA, partial sequence 
Flavobacteria; 


57 


57 


57 


Flavobacteriales; 


219878222 |ref 


gi 


1958616 1960116 Arthrobacter 


219878171|ref 


gi 


219878157 
sequence 


ref 


gi 


219878153 |ref 


gi 


219878152 |ref 


gi 


219878146 |ref 


gi 


219878137 
sequence 


gi ref 


219878135|ref 


gi 


219878130|ref 


gi 


Nevskia. 


219878122 |ref 


gi 


219878116|ref 


gi 


ND 


cr 


gi|219873436|ref 
Streptomycineae; S 
gi| 219857624 |ref 


Actinomycetales; 


2034753 2036233 Rothi 


2051875 205339 
Actinomycetales; 


2056438 205792 
Actinomycetales; 


2057971 205946 
Actinomycetales; 


2065512 2067008 Microc 


2077807 207932 
Actinomycetales; Propionibacterineae; 


2080923 2082426 Propio 


2099138 2100621 Nocard 
Actinobacteridae; Actinomycetales; Propioni 


105286 210665 


sequence 2165786 216722 


NR_025361.1 


NR_025310.1 


NR_025296.1 


NR_025292.1 


NR_025291.1 


NR_025285.1 


NR_025276.1 


NR_025274.1 
bacterineae 


NR_025269.1 
amosa Bacter 


NR_025261.1 


bacterineae; 


NR_025255.1 


yomorphaceae 
NR_025250.1 


treptomyceta 
NR_025213.1 


mycetales; P 


219857623|ref 


gi 


82 Actinomyces 
Actinomycineae; 


Arthrobacter albus 


albus Bacteria; 


Arthrobacter. 
Rothia nasimurium 


a nasimurium Bacteria; 


Rothia. 
Mycobacterium 
1 Mycobacterium 


Corynebacterineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Micrococcus 

occus antarcticus 
Micrococcus. 
Propionibacterium 

0 Propionibacterium 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Nevskia ramosa strain 
ia; Proteobacteria; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Brumimicrobium 

6 Brumimicrobium 

; Brumimicrobium. 
Streptomyces humiferus 


30 Streptomyces humiferus Bacteria; 


ceae; Streptomyces. 
Pseudonocardia 

9 Pseudonocardia 
seudonocardineae; 


NR_025212.1 


Streptomyces speibonae 


2167280 2168769 Streptomyces speibonae Bacteria; 


Streptomycineae; 


Streptomycetaceae; 


Streptomyces. 


446444 Bacteria_16S 


strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


446444 Bacteria_16S 
strain YIM 21741 


446444 Bacteria_16S 


2189875 2189819 1 


2229188 2229132 1 


2247362 22473061 


57 


5 


57 


gi 


gi 


gi 


219857606 


Shewanellaceae; 


219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219857568 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 


puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
446444 Bacteria_16S 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequen 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
446444 Bacteria_16S 


2261250 22611941 


2262847 2262799 1 


57 


49 


gi 


gi 


219857559 


219857558 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 


hydrogeniphilum Bacteria; 


Thermodesulfobacterium. 


446444 Bacteria_16S 


2269062 2269014 1 


Thermodesulfobacteria; 


49 


strain Pl 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; 


446444 Bacteria_16S 


2284311 2284255 1 


57 


strain A45 16S ribosomal RNA, partial sequence 


446444 Bacteria_16S 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 


446444 Bacteria_16S 


2309875 2309819 1 


2347604 2347548 1 


57 


57 


gi 


2267708 22692 
Desulfobacterales; Desulfoba 


gi 


2282981 22844 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 


gi 


Streptosporangineae; 


gi 


Thermodesulfobac 


219857554 


219857544 


219857523 


219857496 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


446444 Bacteria_16S 


2349113 2349057 1 


57 


gi 


219857495 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


446444 Bacteria_16S 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequen 
australiense Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 


446444 Bacteria_16S 


2359772 2359716 1 


2361297 23612411 


57 


57 


strain K265 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


446444 Bacteria_16S 


2362816 2362760 1 


57 


strain K300 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Mi 


446444 Bacteria_16S 
strain Loup-1 16S 
Bacteroidetes; 
446444 Bacteria_16S 


Bacteroidia; 


2394720 2394684 11 


2455627 24555711 


47 


ribosomal RNA, partial sequence 


Bacteroidales; Porphyromonadaceae; 


57 


gi 


gi 


219857488 


219857487 


2360002 23614 


gi 


219857486 


2361525 23629 


gi 


219857464 


2393419 23948 


gi 


219857415 


psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 


Micrococcaceae; Arthrobacter. 


446444 Bacteria_16S 
pachnodae strain 


Xylanimicrobium. 
446444 Bacteria_16S 
chlorophenolicus 
chlorophenolicus 


446444 Bacteria_16S 


VPCX2 16 
Bacteria; Actinobacteria; 


2514382 25143261 


2517410 2517354 1 


2518900 2518844 1 


Sy 


57 


57 


gi 


S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


strain A-6 16S ribosomal RNA, partial 
Bacteria; 
Micrococcaceae; Arthrobacter. 


Actinobacteria; Actinobacteridae; 


gi 


219857368 
25130 


219857366 
sequence 


219857365 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
446444 Bacteria_16S 
strain A3.12 16S 


446444 Bacteria_16S 


2534110 2534062 1 


2563991 2563963 22 


49 


ribosomal RNA, partial sequence 


50 


gi 


219857355 


2532800 25342 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


gi 


219857335 


Actinomyceta 


ref 


ref 


Actinomycet 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Mi 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


cteraceae; 


79 Methylobacter 
Methylobacter. 


2346319 23477 
Actinomycetales; 


2347826 23492 
Actinomycetales; 


ce 2358483 23599 


84 Porphyromonas 
Porphy 


2454319 24557 


psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actino 


94 2514560 Xylan 
Micrococ 


2516115 25175 
Actinomy 


2517611 25190 
Actinomyceta 


56 Peredibacter 
Bacteriovorac 


NR_025195.1 


NR_025168.1 


NR_025146.1 


NR_025142.1 


NR_025132.1 


NR_025111.1 


NR_025084.1 


NR_025083.1 


NR_025076.1 


NR_025075.1 


NR_025074.1 


NR_025052.1 


romonas. 
NR_025003.1 


mycetales; 
NR_024956.1 
cineae; 
NR_024954.1 
cetales; 


NR_024953.1 


les; 
NR_024943.1 


aceae; 


ref 


NR_024923.1 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 
Shewanella. 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Streptomyces 


2246040 2247565 Streptomyces 
ales; Streptomycineae; 


Streptomyces 


ce 2259931 2261452 Streptomyces 


Streptomycineae; 


Thermodesulfobacterium 


2261503 2262999 Thermodesulfobacterium 
teriales; Thermodesulfobacteriaceae; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 
Desulfofaba. 


Methylobacter marinus 
marinus Bacteria; 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Arthrobacter 


75 Arthrobacter 
Micrococcineae; 


Arthrobacter 


84 Arthrobacter 
Micrococcineae; 


Propionibacterium 


51 Propionibacterium 
les; Propionibacterineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 
crobacteriaceae; 


Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 
crobacteriaceae; 


Subtercola. 
Porphyromonas gulae 
gulae Bacteria; 


Arthrobacter 


32 Arthrobacter 
Micrococcineae; 


Xylanimicrobium 


imicrobium pachnodae 
Promicromonosporaceae; 


Arthrobacter 


60 Arthrobacter 
Micrococcineae; 


Streptomyces 


99 Streptomyces 
Streptomycineae; 


Peredibacter starrii 
starrii Bacteria; 


Peredibacter. 


Helicobacter 


mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 


mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Helicobacter. 


Helicobacteraceae; 


446444 Bacteria_16S 2577878 2577822 1 57 gi| 219857283 |ref|NR_024914.1 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensi 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
446444 Bacteria_16S 2579307 2579251 1 57 gi|219857282|ref|NR_024913.1 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
446444 Bacteria_16S 2588585 2588529 1 57 gi|219857276|ref|NR_024907.1 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 258874 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 
Nocardioidaceae; Friedmanniella. 

446444 Bacteria_16S 2625585 2625529 1 57 gi|219857248|ref|NR_024878.1 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 262575 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 

Rhodanobacter. 

446444 Bacteria_16S 2657482 2657426 1 57 gi|219857219|ref|NR_024847.1 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 2656189 265766 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
Nocardioidaceae; Nocardioides. 

446444 Bacteria_16S 2659006 2658950 1 57 gi|219857218|ref|NR_024846.1 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 2657714 265918 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioniba 
Nocardioidaceae; Aeromicrobium. 

446444 Bacteria_16S 2660526 2660470 1 57 gi|219857217|ref|NR_024845.1 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbe 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Kribbella. 

446444 Bacteria_16S 2670926 2670870 1 57 gi|219857210|ref|NR_024838.1 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 
446444 Bacteria_16S 
lithotrophicum st 
lithotrophicum Ba 
446444 Bacteria_16S 
schlegeliana stra 
schlegeliana Bacteria; 
446444 Bacteria_16S 


A1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 
446444 Bacteria_16S 
strain Al-3 16S r 


446444 Bacteria_16S 
malaysiensis stra 
malaysiensis Bact 
Streptosporangiaceae; 
446444 Bacteria_16S 

sphaerica strain 

sphaerica Bacteri 
Streptosporangiaceae; 
446444 Bacteria_16S 

strain JCM 9373 1 


Planomonospora. 
446444 Bacteria_16S 
albofaciens strai 
albofaciens Bacte 
Streptomycetaceae; 
446444 Bacteria_16S 
venezuelensis str 
venezuelensis Bac 
Streptosporangiaceae; 
446444 Bacteria_16S 

strain JCM 3166 1 


Planobispora. 
446444 Bacteria_16S 
parontospora subsp. 

Planomonospora 
Actinomycetales; 
446444 Bacteria_16S 


Streptosporangineae; 


2721975 2721947 22 


rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteob 


2735701 2735645 1 


in HRKA1 16S ribosomal RNA, partial se 
Gammaproteobacte 


Proteobacteria; 
2746033 2745977 1 


Actinomycetales; Micrococcineae; Micr 


2748849 2748793 1 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


2751798 2751742 1 


in H47-7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


Microtetraspora. 
2753294 2753238 1 


JCM 9374 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


Planomonospora. 
2754790 2754734 1 


6S ribosomal RNA, partial sequence 2753496 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2777516 2777460 1 


n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2819628 2819572 1 


2 
ain JCM 3167 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 


Planomonospora. 
2821121 2821065 1 


6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2822615 2822559 1 


antibiotica strain JCM 3094 16S rib 


parontospora subsp. 


2827115 2827059 1 


Streptosporangiac 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Friedmanniella 
9 Friedmanniella 
cterineae; 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


Streptosporangineae; Streptosp 


50 219857174 
sequence 

acteria; S 
219857164 
quence 
ria; Alter 
57 gi|219857157 
2744758 2746095 Rothi 
ococcaceae 
219857155 
2747544 27488 
ococcineae 
219857152 
quence 


; Actin 


gi ref|NR_024802.1 

2720705 272211 
ulfurovum. 
ref|NR_024792.1 

2734399 273583 
omonadales; Shew 
ref|NR_024785.1 
a aeria Bacteria 
; Rothia. 
ref|NR_024783.1 
84 Arthrobacter 
; Micrococcaceae 
ref |NR_024780.1 

2750506 275194 
omycetales; Strepto 


57 gi 


57 gi 


57 gi 


57 219857151 
quence 


inomy: 


gi ref|NR_024779.1 
2752000 275344 


ales; Streptospo 


cet ’ 


57 219857150 
549 
ang 


gi ref|NR_024778.1 


Streptospor ineae; Streptosp 


57 219857132 
sequence 


Actinomyc 


gi ref|NR_024760.1 

2776208 277769 
etales; 
57 gi|219856911|ref|NR_024732.1 
sequence 2818334 281977 
Actinomycetales; 
57 gi|219856910|ref|NR_024731.1 
70 Planobispora 


Streptosporangineae; Streptosp 


57 gi|219856909|ref|NR_024730.1 
osomal RNA, partial sequen 
antibiotica Bacteria; Actinobacteria; 


eae; Planomonospora. 


ce 
Actinobacteridae; 


Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 


Sulfurovum 
0 Sulfurovum 


Shewanella 

8 Shewanella 
anellaceae; Shewanella. 
Rothia aeria strain 
Actinobacteria; 


, 


Arthrobacter russicus 


russicus Bacteria; 


’ 


Arthrobacter. 
Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


39 Planomonospora alba Bacteria; 
orangiaceae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Planomonospora 
7 Planomonospora 


Streptosporangineae; 


Planobispora rosea 


rosea Bacteria; 
orangiaceae; 


Planomonospora 
2821321 2822766 


57 gi|219856906|ref|NR_024727.1 


Sporichthya polymorpha 


strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


Sporichthyaceae; 


Sporichthya. 


446444 Bacteria_ 
strain IFO 16238 


446444 Bacteria_ 
strain IFO 16235 


16S 2839276 2839220 1 57 gi 


16S 2840836 2840780 1 57 gi 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
219856897 


16S ribosomal RNA, partial sequence 2839520 28410 


ref 


a 
ref 


occineae 


NR_024717.1| Agromyces bracchium 


69 Agromyces bracchium Bacteria; 
Mi 


crobacteriac 
NR_024716.1 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
446444 Bacteria_16S 2944898 2944842 1 57 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 

446444 Bacteria_16S 2970631 2970575 1 57 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

446444 Bacteria_16S 2978275 2978219 1 57 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

446444 Bacteria_16S 2981341 2981285 1 57 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

446444 Bacteria_16S 3013251 30131951 57 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 

446444 Bacteria_16S 3045127 3045071 1 57 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

446444 Bacteria_16S 3094852 3094796 1 57 gi|219846859|ref|NR_026451.1| Kocuria palustris 


strain TAGA27 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
446444 Bacteria_16S 


strain F98.3HR69 


ribosomal RNA, partial sequence 


3099434 3099378 1 57 gi 


3093562 30950 
oc 
219846856 
16S ribosomal RNA, partial sequence 3098122 30995 


, 
ref 


occineae 


28 Kocuria palustris Bacteria; 
Mi 


; Kocuria. 


Arthrobacter rhombi 


crococcaceae 
NR_026448.1 


44 Arthrobacter rhombi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
446444 Bacteria_16S 3125002 31249301 73 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

446444 Bacteria_16S 3126491 3126419 1 73 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 3125234 3126653 Hyphomicrobium 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

446444 Bacteria_16S 3238719 3238663 1 57 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 

446444 Bacteria_16S 3250666 3250610 1 57 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 


strain DSM 43678 


strain DSM 43311 


Stre 


3252166 32521101 57 gi 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
446444 Bacteria_16S 


pt 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 


inea 
ref 


osporang 


29 Nonomuraea salmonea Bacteria; 


e; Streptosp 
NR_026345.1 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 
446444 Bacteria_16S 3253664 3253608 1 oe gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 


strain DSM 43764 


16S ribosomal RNA, partial sequence 3252379 32538 


26 Actinomadura 


kijaniata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

446444 Bacteria_16S 3311380 3311324 1 57 gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

446444 Bacteria_16S 3352363 3352307 1 57 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 


strain DSM 9580 1 


6S ribosomal RNA, partial sequence 3351066 33525 


38 Agrococcus jenensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 
446444 Bacteria_16S 3358571 3358515 1 57 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

446444 Bacteria_16S 3367792 3367736 1 57 gi|219846672|ref|NR_026264.1| Streptosporangium 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


eae; Streptosporangium. 


3366504 3367953 Streptosporangium 


Streptosporangineae; 


446444 Bacteria_16S 3369290 3369234 1 57 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

446444 Bacteria_16S 3370788 3370732 1 57 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

446444 Bacteria_16S 3372285 3372229 1 57 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 

446444 Bacteria_16S 3397982 3397926 1 57 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 

446444 Bacteria_16S 3401044 3400988 1 57 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

446444 Bacteria_16S 3402570 3402514 1 57 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

446444 Bacteria_16S 3404108 3404052 1 57 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

446444 Bacteria_16S 3405638 3405582 1 57 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

446444 Bacteria_16S 3407165 3407109 1 57 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

446444 Bacteria_16S 3410233 3410197 11 47 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
strain ATCC 51270 16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

446444 Bacteria_16S 3450320 3450264 1 57 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

446444 Bacteria_16S 3454976 3454920 1 57 gi|219846607|ref|NR_026199.1| Kocuria kristinae 
strain DSM 20032 16S ribosomal RNA, partial sequence 3453662 3455136 Kocuria kristinae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

446444 Bacteria_16S 3459528 3459472 1 57 gi|219846603|ref|NR_026195.1| Arthrobacter 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

446444 Bacteria_16S 3461048 3460992 1 57 gi|219846602|ref|NR_026194.1]| Arthrobacter 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

446444 Bacteria_16S 3462570 3462514 1 57 gi|219846601|ref|NR_026193.1| Arthrobacter ramosus 


strain DSM 20546 
Actinobacteria; A 


446444 Bacteria_16S 


polychromogenes s 
polychromogenes B 
Micrococcaceae; A 


446444 Bacteria_16S 


strain DSM 20545 
Actinobacteria; A 


446444 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


446444 Bacteria_16S 


crystallopoietes 
crystallopoietes 
Micrococcaceae; A 


ctinobacteridae; Actinomycetales; Micr 
3464092 3464036 1 57 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
rthrobacter. 

3465616 3465560 1 


oc 


‘ta 
da 
57 gi 
ctinobacteridae; Actinomycetales; Micr 
3467138 3467082 1 57 gi 


DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


oc 


se 
Ac 


3468660 3468604 1 57 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 


rt 
id 


16S ribosomal RNA, partial sequence 3461261 34627 


occineae 


219846600 


al seque 
e; Actin 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


quence 
tinomyce 


219846597 


ial sequ 
ae; Acti 


446444 Bacteria_16S 


3471706 3471650 1 57 gi 


219846595 


globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


occineae; 
219846598 


33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 
omycetales; Micrococcineae; 


v 


Arthrobacter pascens 

pascens Bacteria; 

e; Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


ref|NR_026191.1 
79 Arthrobacter 
3 Micrococcacea 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


v 


ref|NR_026187.1] Arthrobacter 
3470399 3471862 Arthrobacter 


446444 Bacteria_16S 
strain DSM 3133 1 


strain DSM 43045 


strain DSM 7485 1 


Actinobacteria; Actinobac 
446444 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
446444 Bacteria_16S 


strain DSM 20542 


strain DSM 20528 


hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 


446444 Bacteria_16S 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 
; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex ( 


subsp. paratuberc 


avium subsp. para 
Corynebacterineae 
446444 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 


Streptomycetaceae 
446444 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
446444 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


Thermomonosporace 


446444 Bacteria_16S 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


446444 Bacteria_16S 


strain IFO 14097 


strain IFO 14525 


strain IFO 14345 


Microtetraspora. 


446444 Bacteria_16S 


3488425 3488369 1 


3504923 3504867 1 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
446444 Bacteria_16S 


3514057 3514001 1 


3515581 3515525 1 


3517100 3517044 1 


3518622 3518566 1 


3608803 3608747 1 


57 


57 


57 


57 


57 


57 


57 


gi|219846584 


6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
446444 Bacteria_16S 


gi|219846573 


gi|219846567 


6S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 


teridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 


gi|219846566 


6S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 
teridae; Actinomycetales; Micrococcineae; 


gi| 219846565 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobac 
446444 Bacteria_16S 


teridae; Actinomycetales; Micrococcineae; 


gi|219846564 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
446444 Bacteria_16S 


gi| 219846500 


ATCC 9874 16S ribosomal RNA, partial sequence 


Mycobacterium. 
3623516 3623460 1 


3638851 3638795 1 


; Streptomyces. 
3640403 3640347 1 


; Streptomyces. 
3698146 3698118 22 


3731123 3731067 1 


Actinocorallia. 
3735507 3735451 1 


ae; 


eae; Microbispora. 
3736965 3736909 1 


3738426 3738370 1 


3739891 3739835 1 


3741355 3741299 1 


3742818 3742762 1 


a; Actinobacteria; Actinobacteridae; Act 


5] 


57 


57 


50 


ST) 


IFO 14095 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


57 


ain P132 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 


57 


57 


57 


57 


57 


strain T/457 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


446444 Bacteria_16S 


3744282 37442261 


57 


gi| 219846490 


gi|219846480 


strain AT37 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


gi|219846479 


rans strain AT52 16S ribosomal RNA, partial sequence 
rans Bacteria; Actinobacteria; Actinobacteridae; 


gi| 219846438 


6S ribosomal RNA, partial sequence 3696887 36983 
psilonproteobacteria; Campylobacterales; 
446444 Bacteria_16S 
libanotica strain 
libanotica Bacter 


219846414 
sequence 


gi 


gi| 219846411 


gi|219846410 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 
446444 Bacteria_16S 


Streptosporangineae; 


gi| 219846409 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 
446444 Bacteria_16S 


Streptosporangineae; 


gi| 219846408 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 
446444 Bacteria_16S 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


219846407 
37400 


gi 


gi| 219846406 
3741557 37429 


Streptosporangineae; 


gi|219846405 


strain IFO 14094 16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 


446444 Bacteria_16S 


strain 104 


3745748 3745692 1 


57 


16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


446444 Bacteria_16S 


3747206 3747150 1 


57 


Streptosporangineae; 


gi|219846404 
3744485 37458 


Streptosporangineae; 


219846403 


gi 


inomycetales; 
partial sequence 


Actinobacteridae; Actinomycetales; 


Actinomycetales; 


Helicobacteraceae; 


Actinomycetales; 


Actinomycetales; 


ref|NR_026176.1 


ref|NR_026165.1 
ref|NR_026159.1 
ref 


NR_026158.1 


ref|NR_026157.1 


ref|NR_026156.1 


ref|NR_026092.1 


ref |NR_026082.1 
ref 


NR_026072.1 


ref |NR_026071.1 


ref|NR_026029.1 


ref |NR_026005.1 


ref|NR_026002.1 
3734241 373565 


ref 


NR_026001.1 


ref|NR_026000.1 


ref|NR_025999.1 


ref|NR_025998.1 


ref |NR_025997.1 


ref|NR_025996.1 


ref|NR_025995.1 


ref 


NR_025994.1 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
Cellulomonadaceae; 


Actinotalea. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 


Rathayibacter tritici 
tritici Bacteria; 


Microbacteriaceae; Rathayibacter. 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
Microbacteriaceae; 


Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 
Microbacteriaceae; 


Curtobacterium. 
Mycobacterium 


3607525 3608920 Mycobacterium 
Corynebacterineae; 


Mycobacterium avium 


3622221 3623683 Mycobacterium 


MAC). 
Streptomyces 


3637554 3639053 Streptomyces 
Streptomycineae; 


Streptomyces 


3639104 3640605 Streptomyces 
Actinomycetales; 


Streptomycineae; 


Helicobacter trogontum 


08 Helicobacter trogontum Bacteria; 
Helicobacter. 


Actinocorallia 


3729869 3731272 Actinocorallia 
Streptosporangineae; 


Microbispora rosea 
5 Microbispora rosea 


Streptosporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Microtetraspora 


91 3741506 Microtetraspora niveoalba 
Streptosporangineae; 


Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 
Streptosporangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea angiospora 


strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 3747357 Nonomuraea angiospora Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


Streptosporangiaceae; Nonomuraea. 


446444 Bacteria 1 


strain IFO 14745 


6S 


6S 


3748669 3748613 1 
16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
446444 Bacteria_1 
michiganensis sub 


3769727 3769671 1 
species tessellarius strain 78181 16S 


57 gi 


57 gi 


219846402 


Streptosporang 
219846385 
ribosomal 


ref |NR_025993.1 
ineae; 
ref |NR_025976.1 
RNA, 


partial sequence 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


446444 Bacteria 1 
strain 165 16S ri 


Proteobacteria; E 


446444 Bacteria_16S 


strain IFO 15474 


Herbidospora. 


446444 Bacteria_16S 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
446444 Bacteria_16S 


strain ATCC 25495 


Bacteria; Actinob 


Streptomyces. 


446444 Bacteria_16S 
strain 20-5 16S r 


6S 


16S ribosomal RNA, 


16S ribosomal RNA, 


Micrococcineae; Microbacteriaceae; 
3819762 3819734 22 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3902086 3902030 1 
16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3920113 3920057 1 


3921694 3921638 1 
acteria; Actinobacteridae; Actinomycet 


4024523 4024467 1 
ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


446444 Bacteria_16S 4027538 40274901 


50 gi 
S; 


57 gi 


57 gi 
complete sequence 


57 gi 
complete sequence 
ales; 


57 gi 


49 gi 


alkenivorans stra 
alkenivorans Bacteria; 
Desulfatibacillum. 
446444 Bacteria_16S 
strain SW-120 16S 
Proteobacteria; 
446444 Bacteria_16S 
strain JC2056 16S 


446444 Bacteria_16S 


Proteobacteria; 


in PF2803 16S ribosomal RNA, partial s 
Deltaproteobacte 


4029076 4029020 1 
ribosomal RNA, partial sequence 

Gammaproteobacteria; Alteromonadales; 
4050366 4050310 1 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
4051790 4051734 1 


ria; 


57 gi 

Ss 
gi 
4049074 40 
ionibac 


57 


57 gi 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 


ganghwensis Bacte 
Nocardioidaceae; 

446444 Bacteria_16S 
strain JC1078 16S 


446444 Bacteria_16S 
alkalitolerans st 


Micrococcaceae; C 
446444 Bacteria_16S 
strain KMM 3941 1 
Bacteroidetes; Fl 
446444 Bacteria_16S 
strain DSA1 16S r 


446444 Bacteria_16S 


strain CPJVR-H 16S ribos 


Actinobacteria; Actinoba 


446444 Bacteria_16S 
velocicrescens st 
velocicrescens Bacteria; 
446444 Bacteria_16S 
strain Tab-4c 16S 
Tenericutes; Mollicutes; 
446444 Bacteria_16S 
strain TN-1 16S 
Tenericutes; Mollicutes; 
446444 Bacteria_16S 
strain 23-6 16S r 
Tenericutes; Mollicutes; 
446444 Bacteria_16S 
strain CUAS-1 16S 
Tenericutes; Mollicutes; 
446444 Bacteria_16S 


Tenericutes; Mollicutes; 


avobacteria; 
4112178 41121221 
ibosoma 
Actinobacteria; Actinoba 


rain MQ 


riboso 


ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 

4054757 4054701 1 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
4059286 4059230 1 
rain YIM 70010 16S ribosomal RNA, part 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 
itricoccus. 

4094202 4094146 1 
6S ribosomal RNA, partial sequence 4092900 40 
Flavobacteriales; 


Entomoplasmatales; 


4144317 4144269 3 
ribosomal RNA, 


Entomoplasmatales; 


4152135 4152087 3 
ibosoma 


Entomoplasmatales; 


4153563 4153515 3 
riboso 


Entomoplasmatales; 


4156694 4156646 3 
strain EC-1 16S ribosomal RNA, partial sequence 


Entomoplasmatales; 


1 RNA, partial sequence 
cteridae; Actinomycetales; Propionibac 
4127380 4127324 1 
omal RNA, partial sequence 
cteridae; Actinomycetales; 
4136489 4136441 3 
-4 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 
4138055 4138007 3 
mal RNA, partial sequence 


partial sequence 


1 RNA, partial sequence 


mal RNA, partial sequence 


57 gi 


4053509 40 


57 gi 


ia 


57 gi 


Flavobacteriaceae; Arenibacter. 
Sy] gi|219846144|ref|NR_025734.1 
4110861 41123 


Actino: 


occin 
219846181 
1 seq 
Act 


Clavibacter. 

219846350 
3818485 38199 
Helicobacte 
219846294 


Streptosporang 


219846281 
39187 
Streptomycineae; 
219846280 
39203 
Streptomycineae; 


219846207 
4023267 40246 
occineae; 
219846205 
equence 
Desul 


219846204 
4027757 40292 
hewanellac 
219846187 


5 


219846184 


5 


219846157 


9 


ter 
219846186 


myc 


eae; 


uen 
inomycetales; 


ref|NR_025941.1 
57 Helicobacter 
raceae; Heli 
ref |NR_025884.1 
68 Herbidospora 
ineae; Streptosp 
ref|NR_025871.1 
87 3920316 Strept 
Streptomyceta 
ref |NR_025870.1 
67 3921897 Strept 
Str 


ref|NR_025797.1 


; Microbacteriac 
ref|NR_025795.1 

4026183 402770 
fobacterales; De 
ref|NR_025794.1 
eae; Shewanella. 
ref|NR_025777.1 
53 Nocardioides 
ineae; Nocardioi 
ref|NR_025776.1 

4050504 405187 
etales; Propioni 


04 


ref|NR_025774.1 
29 Serinicoccus 
Intrasporangia 
ref|NR_025771.1 
ce 4057969 405944 
Micro 


49 


ref|NR_025747.1 


43 


Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Desulfatibacillum 

6 Desulfatibacillum 

sulfobacteraceae; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 

coccineae; 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Kribbella solani 


76 Kribbella solani Bacteria; 


terineae; Nocardioidaceae; Kribbella. 
57 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
4126077 4127564 Streptomyces africanus Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
51 gi|219846123|ref|NR_025713.1| Spiroplasma 
equence 4135174 4136688 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
51 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 
4136739 4138254 Spiroplasma turonicum Bacteria; 
Spiroplasmataceae; Spiroplasma. 
51 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
4143001 4144516 Spiroplasma litorale Bacteria; 
Spiroplasmataceae; Spiroplasma. 
Si gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
4150819 4152196 Spiroplasma floricola Bacteria; 
Spiroplasmataceae; Spiroplasma. 
51 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
4152247 4153762 Spiroplasma diminutum Bacteria; 
Spiroplasmataceae; Spiroplasma. 
51 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
4155378 4156893 Spiroplasma corruscae Bacteria; 


Spiroplasmataceae; 


Spiroplasma. 


446444 Bacteria_16S 4165987 4165939 1 49 gi|219846104|ref|NR_025694.1| Desulfatibacillum 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 4166119 Desulfatibacillum 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

446444 Bacteria_16S 4205394 4205338 1 57 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

446444 Bacteria_16S 4219094 4219038 1 57 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

446444 Bacteria_16S 4244770 42447141 57 gi|219722939|ref|NR_024571.1| Brachybacterium muris 


strain C3H-21 16S ribosomal RNA, partial sequence 4243475 4244883 Brachybacterium muris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
446444 Archaea_16S 19097 19059 11 49 gi| 265678749 |ref|NR_029054.1| Pyrococcus horikoshii 
strain JA-1 16S ribosomal RNA, partial sequence 17817 19270 Pyrococcus horikoshii Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 
446444 Archaea_16S 20558 20520 11 49 gi|265678748|ref|NR_029053.1| Pyrococcus glycovorans 
strain AL585 16S ribosomal RNA, partial sequence 19321 20728 Pyrococcus glycovorans Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Pyrococcus. 
446444 Archaea_16S 63593 63555 11 49 gi|254971333|ref|NR_028251.1 
guaymasensis TYS 16S ribosomal RNA, partial sequence 62331 63629 Thermococcus 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 
446444 Archaea_16S 111576 111538 11 49 gi|254971298|ref|NR_028216.1| Thermococcus 
kodakarensis KOD1 16S ribosomal RNA, partial sequence 110290 111787 Thermococcus kodakarensis KOD1 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

446444 Archaea_16S 135629 135591 11 49 gi|254971275|ref|NR_028193.1| Thermococcus 
peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 134361 135805 Thermococcus peptonophilus JCM 
9653 Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

446444 Archaea_16S 138611 138573 11 49 gi|254971273|ref|NR_028191.1| Thermococcus 
gorgonarius W-12 16S ribosomal RNA, partial sequence 137342 138786 Thermococcus gorgonarius Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 
446444 Archaea_16S 17600 17564 11 47 gi|265678750|ref|NR_029055.1 
strain P5 16S ribosomal RNA, partial sequence 16314 17766 Thermococcus 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 
446444 Archaea_16S 132638 132602 11 47 gi|254971277|ref|NR_028195.1| Thermococcus siculi 
RG-20 16S ribosomal RNA, partial sequence 131372 132813 Thermococcus siculi Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 
446444 Archaea_16S 156497 156461 11 47 gi| 254971261 
thioreducens OGL-20P 16S ribosomal RNA, partial sequence 15524 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcac 
446444 Fungi_16S 1311 1255 1 57 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


Thermococcus 
guaymasensis Archaea; 


Thermococcus aegaeus 
aegaeus Archaea; 


ref|NR_028179.1] Thermococcus 
8 156699 Thermococcus thioreducens 
eae; Thermococcus. 


446444 Fungi_16S 2820 2764 1 
strain IFM 078 
Actinobacteria; 
446444 Fungi_16S 
strain IFM 057 
Actinobacteria; 
446444 Fungi_16S 
strain IFM 100 
Actinobacteria; 
446444 Fungi_16S 7474 7418 1 
strain YZ-96 16S ribosomal RNA, partial 
Actinobacteria; 
446444 Fungi_16S 
strain IFM 024 
Actinobacteria; 
446444 Fungi_16S 
strain IFM 100 
Actinobacteria; 
446444 Fungi_16S 


4358 4302 1 


5918 5862 1 


8976 8920 1 


10462 10406 1 


11943 11887 1 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
448680 Bacteria_16S 628559 628597 1 


strain M11 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


448680 Bacteria_16S 1364592 1364638 1 


57 gi 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Corynebacterin 


57 gi 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Corynebacterin 


57 gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Corynebacterin 


57 
sequence 


gi 


57 gi 


5 16S ribosomal RNA, partial sequence 7721 


57 gi 


88 16S ribosomal RNA, partial sequence 9174 


57 gi 


39 gi 


46 gi 


strain ATCC 29176 16S ribosomal RNA, partial sequence 


29176 Bacteria; Firmicutes; Clostridia; 


Clostridiales; 


6163 
Actinobacteridae; Actinomycetales; Corynebacterineae; 


627341 62884 


265678351 
3016 


ref 


eae; 
265678350|ref 
4565 
eae; 
265678349|ref 
6112 
eae; 
265678348 | ref 


7670 


265678342 
9123 


ref 


219857197 
10588 


ref 


219857175 
al sequenc 


ref 


265678633 


ref 


teri 
ref 


Enterobac 
228719063 


e 10639 
Actinomycetales; 


NR_028653.1 


Nocardiace 
NR_028652.1 


Nocardiace 
NR_028651.1 


Nocardiace 
NR_028650.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_024825.1 


Nocardiacea 
NR_024803.1 
12137 

Coryn 


NR_028938.1 


aceae; Morga 


e 


e 


e 


e 


e 


e 


NR_027579.1 


Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 
a 


; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 
a 


; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 
a 


; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 
Actinobacteridae; Actinomycetales; Corynebacterineae; 


; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 
Actinobacteridae; Actinomycetales; Corynebacterineae; 


; Nocardia. 
Nocardia 
Nocardia 


ebacterineae; 


Morganella morganii 


2 Morganella morganii Bacteria; 
nella. 


Ruminococcus lactaris 


1363415 1364816 Ruminococcus lactaris ATCC 


Ruminococcacea 


e; 


Ruminococcus. 


448680 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


448680 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


448680 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


448680 Bacteria_16S 


xylanivorans stra 
xylanivorans Bact 


448680 Bacteria_16S 


methoxybenzovoran 
methoxybenzovoran 


448680 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


448680 Bacteria_16S 
somal RNA, partial sequence 3031628 3033115 Clost 


strain 7 16S ribo 
Clostridia; Clost 


448680 Bacteria_16S 


guttoideum strain 
guttoideum Bacter 


448680 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


448680 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


448680 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


448680 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


448680 Bacteria_16S 


strain JCM1240 16 
Proteobacteria; G 


448680 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


448680 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


448680 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


448680 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


448680 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


448680 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


448680 Bacteria_16S 


9187 strain TA 4r 
Bacteria; Proteob 


448680 Bacteria_16S 


strain ATCC 29914 
Proteobacteria; G 


448680 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


448680 Bacteria_16S 


394776 394811 1 36 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1491945 1491980 1 36 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1670848 1670883 1 36 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1734801 1734836 1 36 gi 
in Mz 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 
2573064 2573099 1 36 gi 
s strain SR3 16S ribosomal RNA, partia 
s Bacteria; Firmicutes; Clostridia; Cl 
2792461 2792496 1 36 gi 


ridia; Clostridiales; Lachnospiraceae; 
3032827 3032862 1 36 gi 


Clostridium. 
36 gi 


ridiales; Clostridiaceae; 


3158154 3158189 1 


DSM 4024 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3297550 3297585 1 36 gi 


M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3824292 3824327 1 36 gi 
strain 536 16S ribosomal RNA, complete 
Bacteria; Proteobacteria; Gammaproteob 


846764 846810 1 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1409723 1409761 1 39 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2947923 2947969 1 46 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
184867 184900 1 34 gi 
1 RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
488588 488617 1 30 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
658842 658875 1 34 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
845222 845255 1 34 gi 


46 gi 


16S ribosomal RNA, partial sequence 844000 84550 


ammaproteobacteria; Enterobacteriales; 
932092 932125 1 34 gi 


um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
1384305 1384338 1 34 gi 


ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
1496419 1496452 1 34 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Aeromona 
1553791 1553824 1 34 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1990498 1990531 1 34 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 


1992046 1992079 1 34 


1669639 16711 


16S ribosomal RNA, partial sequence 2791299 27926 


845553 84708 


1408524 14099 


2946729 29481 


183663 185179 Clost 


657665 65912 


1383100 13845 


265678792 
39362 
Oribacter 

219846902 
14907 
ostridiace 
219878428 


Clostridiu 
219878385 
uence 

iales; Lac 
219857286 
1 sequence 
ostridiale 
219857122 


Coprococc 
219846901 


219846817 
equence 
les; Lachn 
219846723 
ence 32963 
spiraceae; 
219846347 
sequence 
acteria; 


P 
265678482 


Clostridiu 
224581401 


Clostridiu 
219856825 


Enterobac 
265678940 


Clostridiu 
265678726 
ce 48737 
irillales; 
265678610 


Anaerosti 
265678483 


Enterobac 
265678424 
tial seque 
lostridial 
228716944 


spiraceae; 
219846691 
14952 
dales; Aer 
219857220 
15525 
Enterobac 
219878202 
al sequenc 
teria; Ent 


219878201 


gi 


mM. 


ref|NR_029097.1| Oribacterium sinus 

6 394999 Oribacterium sinus Bacteria; 
ium. 

ref|NR_026494.1| Clostridium 

49 1492247 Clostridium saccharolyticum 
ae; Clostridium. 

ref|NR_025567.1| Clostridium bolteae 


36 Clostridium bolteae Bacteria; 
m. 
ref|NR_025524.1 
1733638 173507 
hnospiraceae; Ps 
ref|NR_024917.1 
2571864 257337 
s; Clostridiaceae; Clostridium. 
ref|NR_024750.1| Coprococcus catus 
13 Coprococcus catus Bacteria; 
us. 
ref 
ridi 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 
eudobutyrivibrio. 

Clostridium 
7 Clostridium 


Clostridium indolis 
acteria; Firmicutes; 


NR_026493.1 
um indolis B 


Desulfotomaculum 
6 Desulfotomaculum 


ref|NR_026409.1 
3156952 315844 
ospiraceae. 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_025938.1 
3823071 382454 
asteurellales; P 


Pseudobutyrivibrio 
butyrivibrio ruminis 
r10. 

Haemophilus 
7 Haemophilus 
asteurellaceae; 


ref|NR_028785.1| Clostridium scindens 
1 Clostridium scindens Bacteria; 

m. 
ref|NR_024719.1| Clostridium hylemonae 
68 Clostridium hylemonae Bacteria; 

m. 
ref|NR_024644.1| Serratia rubidaea 

70 Serratia rubidaea Bacteria; 
teriaceae; Serratia. 

ref|NR_029248.1| Clostridium nexile DSM 
ridium nexile DSM 1787 Bacteria; 


Marinomonas 
monas ushuaiensis 


ref |NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref|NR_028915.1 
0 Anaerostipes 
pes. 
ref|NR_028786.1| Samsonia erythrinae 

2 Samsonia erythrinae Bacteria; 
teriaceae; Samsonia. 

ref|NR_028726.1| Clostridium 

nce 930884 932385 Clostridium 
es; Clostridiaceae; Clostridium. 
ref|NR_027557.1| Roseburia intestinalis 
81 Roseburia intestinalis L1-82 
Roseburia. 
ref |NR_026283.1 
67 1496682 Tolumo 
omonadaceae; Tol 
ref |NR_024848.1 
80 1554073 Provid 
teriaceae; Provi 
ref |NR_025341.1 
e 1989290 199079 
erobacteriales; 


Anaerostipes caccae 
caccae Bacteria; 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 
Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Serratia 
1 Serratia 
Enterobacteriaceae; 


ref 


NR_025340.1| Serratia grimesii 


strain DSM 30063 16S ribosomal RNA, partial sequence 1990842 1992336 Serratia grimesii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serratia. 


448680 Bacteria_16S 
strain DSM 12358 
Proteobacteria; G 
448680 Bacteria_16S 
DSM 5563 16S ribo 
Gammaproteobacteria; 
448680 Bacteria_16S 
strain 81H-380. 1 
Proteobacteria; G 
448680 Bacteria_16S 
carotovorum subsp 


Enterobacteriales; 


448680 Bacteria_16S 2763676 2763709 1 34 gi|219857142|ref|NR_024770.1 
strain ATCC15947 16S ribosomal RNA, partial sequence 2762542 2763940 Edwardsiella 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
448680 Bacteria_16S 2765192 2765225 1 34 gi|219857141|ref|NR_024769.1 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 2765456 Edwardsiella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwar 
448680 Bacteria_16S 2766708 2766741 1 34 gi|219857140|ref|NR_024768.1 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 2766972 Edwardsiella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Edwar 
448680 Bacteria_16S 3299077 32991101 34 gi| 219846722 |ref|NR_026314.1 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 329934 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 
448680 Bacteria_16S 3302117 33021501 34 gi|219846720|ref|NR_026312.1 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bact 
Clostridia; Clostridiales; Blautia. 

448680 Bacteria_16S 3672374 3672407 1 34 gi|219846456|ref|NR_026047.1 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 3671196 3672653 Pectob 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
448680 Bacteria_16S 3673882 3673915 1 34 gi|219846455|ref|NR_026046.1 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 367270 
betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Pectobacterium. 

448680 Bacteria_16S 1237582 12376171 36 gi|219878251|ref|NR_025390.1 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasp 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacter 
448680 Bacteria_16S 1518828 1518863 1 36 gi|219857618|ref|NR_025207.1 
strain PC18 16S ribosomal RNA, partial sequence 1517647 15191 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

448680 Bacteria_16S 1547865 1547900 1 36 gi|219857260|ref|NR_024891.1 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 15481 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
448680 Bacteria_16S 1672374 1672409 1 36 gi| 219878427 |ref|NR_025566.1 
strain 888-76 16S ribosomal RNA, partial sequence 1671187 16725 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
448680 Bacteria_16S 2268944 2268979 1 36 gi|219857554|ref|NR_025142.1 
strain Pl 16S ribosomal RNA, partial sequence 2267708 22692 

Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
448680 Bacteria_16S 2299164 2299199 1 36 gi|219857531|ref|NR_025119.1 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 22993 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
448680 Bacteria_16S 2467591 2467626 1 36 gi| 219857405 |ref|NR_024993.1 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 24678 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

448680 Bacteria_16S 2639199 2639230 1 32 gi|219857232|ref|NR_024860.1 
succinogenes strain 130Z 16S ribosomal RNA, partial sequence 2637974 263946 
succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Paste 
Actinobacillus. 

448680 Bacteria_16S 3599512 3599547 1 36 gi|219846508|ref|NR_026100.1 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 359982 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
448680 Bacteria_16S 3983933 3983968 1 36 gi|219846236|ref|NR_025826.1 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 39841 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
448680 Bacteria_16S 4006257 4006292 1 36 gi|219846221|ref|NR_025811.1 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 400647 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alte 
Salinimonas. 

448680 Bacteria_16S 4010810 4010845 1 36 gi|219846216|ref|NR_025806.1 


1995136 1995169 1 


1999756 1999789 1 


2002825 2002858 1 


2028423 2028456 1 


34 


16S ribosomal RNA, partial sequence 1993927 19 
ammaproteobacteria; Enterobacteriales; 


34 


somal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriales; 


6S ribosomal RNA, partial sequence 2001636 20 
ammaproteobacteria; Enterobacteriales; 


219878199 
954 


gi 


Entero 


gi|219878196 


bac 


agi 


ref 


ref 


a fo 


NR_025338.1 


aceae; Serra 
NR_025335.1 
ntium Bacter 


Serratia entomophila 


42 Serratia entomophila Bacteria; 
teri 


tia. 
Pragia fontium strain 
ia; Proteobacteria; 


Enterobacteriaceae; Pragia. 
34 gi|219878194|ref|NR_025333.1| Leminorella grimontii 
03117 Leminorella grimontii Bacteria; 
Enterobacteriaceae; Leminorella. 
34 gi|219878177|ref|NR_025316.1| Pectobacterium 


odoriferum strain LMG 17566 16S ribo 
Pectobacterium carotovorum subsp. odoriferum Bacteria; 


Enterobacteriaceae; Pectobacterium. 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


somal RNA, 


par 
Proteobacteria; Gammaproteobacteria; 


tial sequenc 


e 2027216 2028703 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Blautia 
2 Blautia 


Blautia schinkii 
eria; Firmicutes; 


Pectobacterium 
acterium wasabiae 
eae; Pectobacterium. 
Pectobacterium 
4 3674161 Pectobacterium 
Enterobacteriaceae; 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Enterobacter cowanii 


48 Enterobacter cowanii Bacteria; 


obacter. 
Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Clostridium fimetarium 


77 Clostridium fimetarium Bacteria; 


Actinobacillus 
1 Actinobacillus 
urellaceae; 


Clostridium 

6 Clostridium 
lostridium. 

Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Salinimonas 
7 Salinimonas 
romonadaceae; 


Idiomarina ramblicola 


4009610 4011068 Idiomarina ramblicola Bacteria; 


Idiomarinac 


eae; 


Idiomarina. 


448680 Bacteria_16S 258439 258497 1 57 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
448680 Bacteria_16S 706977 707023 1 46 gi|265678578|ref|NR_028883.1| Dorea longicatena 
strain 111-35 16S ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 
448680 Bacteria_16S 784117 784147 1 31 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 


448680 Bacteria_16S 979807 979865 1 57 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 
strain II-2 16S ribosomal RNA, partial sequence 978631 980048 Lewinella cohaerens Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

448680 Bacteria_16S 1512857 1512887 1 31 gi|219878127|ref|NR_025266.1| Histophilus somni 
strain 8025 16S ribosomal RNA, partial sequence 1511717 1513077 Histophilus somni Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus. 

448680 Bacteria_16S 1876189 1876219 1 31 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
strain HK85 16S ribosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

448680 Bacteria_16S 2326465 2326523 1 57 gi|219857512|ref|NR_025100.1| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 


Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 


448680 Bacteria_16S 2603831 2603869 1 39 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

448680 Bacteria_16S 3582523 3582581 1 57 gi| 219846521 |ref|NR_026113.1| Clostridium 


stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 
Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
448680 Bacteria_16S 3763792 3763829 1 39 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


448680 Bacteria_16S 93278 93307 1 30 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

448680 Bacteria_16S 168271 168300 1 30 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 


1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


448680 Bacteria_16S 172780 172809 1 30 gi| 265678948 |ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

448680 Bacteria_16S 177282 177311 1 30 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

448680 Bacteria_16S 214238 214267 1 30 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

448680 Bacteria_16S 293239 293268 1 30 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 
448680 Bacteria_16S 400897 400930 1 34 gi| 265678788 |ref|NR_029093.1| Photorhabdus 
asymbiotica subsp. australis strain 9802892 16S ribosomal RNA, partial sequence 399669 401215 

Photorhabdus asymbiotica subsp. australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 


448680 Bacteria_16S 487017 487046 1 30 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

448680 Bacteria_16S 517629 517662 1 34 gi| 265678707 |ref|NR_029012.1| Photorhabdus 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, complete sequence 516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
448680 Bacteria_16S 519194 519227 1 34 gi|265678706|ref|NR_029011.1| Photorhabdus 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
Enterobacteriaceae; Photorhabdus. 
448680 Bacteria_16S 546662 546695 1 34 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

448680 Bacteria_16S 663332 663365 1 34 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 
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448680 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 
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ref |NR_028871.1 
2 Photorhabdus 
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Marinobacter litoralis 
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Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 
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Photobacterium indicum 


strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 
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29 1443825 Actinobacillus scotiae 
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1459964 1459997 1 34 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

448680 Bacteria_16S 1520341 1520374 1 34 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

448680 Bacteria_16S 1546350 1546379 1 30 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

448680 Bacteria_16S 1632621 1632654 1 34 gi|219878455|ref|NR_025594.1| Erysipelothrix 
inopinata strain 143-02 16S ribosomal RNA, partial sequence 1631420 1632923 Erysipelothrix inopinata 
Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Erysipelothrix. 

448680 Bacteria_16S 1667769 1667802 1 34 gi|219878430|ref|NR_025569.1| Escherichia albertii 
strain Albert 19982 16S ribosomal RNA, partial sequence 1666570 1668063 Escherichia albertii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

448680 Bacteria_16S 1847418 1847447 1 30 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

448680 Bacteria_16S 1929479 1929508 1 30 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

448680 Bacteria_16S 1931015 1931044 1 30 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

448680 Bacteria_16S 1962875 1962904 1 30 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

448680 Bacteria_16S 1988949 1988982 1 34 gi|219878203|ref|NR_025342.1| Tatumella ptyseos 
strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 1989239 Tatumella ptyseos Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatumella. 

448680 Bacteria_16S 1993589 1993622 1 34 gi|219878200|ref|NR_025339.1| Serratia fonticola 
strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serratia. 

448680 Bacteria_16S 1996672 1996705 1 34 gi|219878198|ref|NR_025337.1| Rahnella aquatilis 
strain DSM 4594 16S ribosomal RNA, partial sequence 1995493 1996965 Rahnella aquatilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahnella. 

448680 Bacteria_16S 2001290 2001323 1 34 gi|219878195|ref|NR_025334.1| Obesumbacterium 
proteus strain 42 16S ribosomal RNA, partial sequence 2000096 2001585 Obesumbacterium proteus 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Obesumbacterium. 
448680 Bacteria_16S 2004358 2004391 1 34 gi|219878193|ref|NR_025332.1| Budvicia aquatica 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 2004648 Budvicia aquatica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvicia. 

448680 Bacteria_16S 2005902 2005935 1 34 gi|219878192|ref|NR_025331.1| Buttiauxella izardii 
strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella izardii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

448680 Bacteria_16S 2007448 2007481 1 34 gi|219878191|ref|NR_025330.1| Buttiauxella gaviniae 
strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

448680 Bacteria_16S 2008992 2009025 1 34 gi|219878190|ref|NR_025329.1| Buttiauxella 
ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 2007792 2009295 Buttiauxella 
ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

448680 Bacteria_16S 2010551 2010584 1 34 gi|219878189|ref|NR_025328.1| Buttiauxella brennerae 
strain $1/6-571 16S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella brennerae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 

448680 Bacteria_16S 2121626 2121659 1 34 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 
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strain IH003 16S ribosomal RNA, partial sequence 


Firmicutes; Lactobacillales; Leuconostoc. 


2176454 2177927 Leuconostoc inhae Bacteria; 


448680 Bacteria_16S 
fructosus strain 
fructosus Bacteri 
448680 Bacteria_16S 
ficulneus strain 
Firmicu 
448680 Bacteria_16S 
strain LRC 5382 1 
Clost 
448680 Bacteria_16S 
strain ACEM 9 16S 


Bacteria; 


Firmicutes; 


Proteobacteria; 


448680 Bacteria_16S 


strain DSM5578 
Firmicutes; 


Firmicutes; 


Bacteria; 


Proteobacteria; 


448680 Bacteria_16S 
strain P925 16S r 


Proteobacteria; 


448680 Bacteria_16S 
strain ATCC 51603 


Proteobacteria; 


448680 Bacteria_16S 
strain CDC 0876-5 
Proteob 
448680 Bacteria_16S 
strain CDC 2991-8 


Bacteria; 


Proteobacteria; 


448680 Bacteria_16S 
strain ATCC 12775 


Proteobacteria; 


448680 Bacteria 


strain JCM1235 
Proteobacteria; 


448680 Bacteria 


strain JCM1237 
Proteobacteria; 


448680 Bacteria 


strain JCM1234 
Proteobacteria; 


448680 Bacteria 


strain JCM6051 
Proteobacteria; 


cloacae complex. 
448680 Bacteria_16S 


strain LMG 2542 
Proteobacteria; 


448680 Bacteria_16S 


strain ATCC 133 
Proteobacteria; 


448680 Bacteria_16S 


strain ATCC 299 
Proteobacteria; 


448680 Bacteria_16S 
frigidimarina str 
frigidimarina Bac 
448680 Bacteria_16S 


strain ATCC 157 
Bacteria; 


strain HK 204 1 


Lacto 
448680 Bacteria_16S 
strain IH25 16S r 
Lacto 
448680 Bacteria_16S 
strain ATCC 33531 
Proteob 
448680 Bacteria_16S 
granulomatis stra 
granulomatis Bact 
448680 Bacteria_16S 
strain HPA92 16S 


Proteob 
448680 Bacteria_16S 


2250390 2250415 1 26 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Fructo 
2251915 2251940 1 26 gi 
FS-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Fructobacillus. 
2290190 2290223 1 34 gi 
6S ribosomal RNA, 
ridia; Clostridiales; Lachnospiraceae; 
2294719 2294748 1 30 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
2419123 2419148 1 26 

S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420678 2420703 1 26 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2462949 2462982 1 34 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2600723 2600752 1 30 gi 
in ATCC 49244 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 
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Gammaproteobacteria; Enterobacteriales; 
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lla. 

Shewanella 
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ria salicis ATCC 15712 
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Erwinia persicina 


3668184 3669639 Erwinia persicina Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Erwinia. 


448680 Bacteria_16S 3670866 3670899 1 34 gi| 219846457 |ref|NR_026048.1| Brenneria nigrifluens 
strain EN 101 16S ribosomal RNA, partial sequence 3669690 3671145 Brenneria nigrifluens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 


448680 Bacteria_16S 3675387 3675420 1 34 gi|219846454|ref|NR_026045.1| Pantoea ananatis 
strain 1846 16S ribosomal RNA, partial sequence 3674212 3675666 Pantoea ananatis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pantoea. 

448680 Bacteria_16S 3953065 3953094 1 30 gi| 219846257 |ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

448680 Bacteria_16S 4003246 4003275 1 30 gi|219846223|ref|NR_025813.1| Photobacterium 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


448680 Bacteria_16S 4078867 4078924 1 56 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

448680 Bacteria_16S 4235645 4235678 1 34 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

448680 Bacteria_16S 4246150 4246183 1 34 gi|219722938|ref|NR_024570.1| Escherichia coli 


strain U 5/41 16S ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
448680 Bacteria_16S 262817 262849 4 36 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 
448680 Bacteria_16S 695245 695301 1 55 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 
448680 Bacteria_16S 3818143 3818199 1 55 gi|219846351|ref|NR_025942.1| Wolinella succinogenes 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Wolinella succinogenes 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 

448680 Bacteria_16S 54332 54379 1 47 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 


448680 Bacteria_16S 616429 616464 1 36 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

448680 Bacteria_16S 645406 645441 1 36 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 


40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
448680 Bacteria_16S 1699806 1699841 1 36 gi|219878408|ref|NR_025547.1| Vibrio pomeroyi strain 
CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibrio pomeroyi Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
448680 Bacteria_16S 1701353 1701388 1 36 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

448680 Bacteria_16S 1870099 1870134 1 36 gi|219878288|ref|NR_025427.1| Glaciecola polaris 
strain LMG 21857 16S ribosomal RNA, partial sequence 1868909 1870393 Glaciecola polaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


448680 Bacteria_16S 2365794 2365833 1 40 gi|219857483|ref|NR_025071.1| Mycoplasma elephantis 
strain E42 16S ribosomal RNA, partial sequence 2364627 2366086 Mycoplasma elephantis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

448680 Bacteria_16S 2367304 2367343 1 40 gi|219857482|ref|NR_025070.1| Mycoplasma 
equigenitalium strain T37 16S ribosomal RNA, partial sequence 2366137 2367596 Mycoplasma 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

448680 Bacteria_16S 2371809 2371844 1 36 gi|219857479|ref|NR_025067.1| Mycoplasma opalescens 


strain MH5408 16S ribosomal RNA, partial sequence 2370638 2372093 Mycoplasma opalescens Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
448680 Bacteria_16S 2453971 2454018 1 47 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
dichotomicum strain KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
dichotomicum Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 


448680 Bacteria_16S 2505129 2505156 1 28 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

448680 Bacteria_16S 2893208 2893243 1 36 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

448680 Bacteria_16S 2922282 2922317 1 36 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 


ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 


448680 Bacteria_16S 3156573 3156620 1 47 gi 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Cl 
448680 Bacteria_16S 3661726 3661761 1 36 gi|219846464 
strain IC079 16S ribosomal RNA, partial sequence 3660516 36619 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
448680 Bacteria_16S 3869623 3869650 1 28 gi 
nitrofigilis strain CI 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campyl 
448680 Bacteria_16S 4231120 4231167 1 47 gi 
thermobenzoicum subsp. thermosyntrophicum strain TPO 16 
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219846316 
nce 38684 
ob 
219846048 


Clostridiales; Peptococcaceae; Desulfotomaculum. 

448680 Bacteria_16S 910431 910465 1 35 gi 
xylanovorans strain HESP1 16S ribosomal RNA, partial se 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; 
448680 Bacteria_16S 1382781 1382827 1 46 gi| 228717104 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 13830 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 
448680 Bacteria_16S 1860938 1860968 1 31 gi| 219878294 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequenc 
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eae; Desulfotomaculum. 
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Clostridium 

Clostridium 
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straminisolvens s 


straminisolvens B 
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Bacteria; Proteob 


teria; Proteobacteria; Gammaproteobact 
2682994 2683052 1 57 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3777245 3777303 1 57 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 


er 


se 


ri 


nc 
ob 


ia; Alte 


219857201 
quence 

diales; 
219846379 
e 37759 
acterale 


romonadales; Alteromonadaceae; 
ref|NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


Clostridium 
8 Clostridium 
Clostridium. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Thermodesulforhabdus. 
448680 Bacteria_16S 
strain HY-35-12 1 


4025881 4025915 1 35 gi| 219846206 
6S ribosomal RNA, partial sequence 4024698 40261 


ref |NR_025796.1 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

448680 Bacteria_16S 42007 42036 1 30 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

448680 Bacteria_16S 51113 51142 1 30 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
448680 Bacteria_16S 155944 155973 1 30 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

448680 Bacteria_16S 169795 169824 1 30 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

448680 Bacteria_16S 171271 171300 1 30 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 


strain 50 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
448680 Bacteria_16S 174289 174318 1 30 gi| 265678947 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 
448680 Bacteria_16S 175797 175826 1 30 gi| 265678946 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 17599 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
448680 Bacteria_16S 223382 223411 1 30 gi| 265678914 
strain 40 16S ribosomal RNA, partial sequence 222148 22363 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
448680 Bacteria_16S 285591 285620 1 30 gi| 265678870 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 28438 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
448680 Bacteria_16S 300701 300738 1 38 gi| 265678860 
californicum strain ST-6 16S ribosomal RNA, partial sequence 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 
448680 Bacteria_16S 311411 311444 1 34 gi| 265678853 
strain HO14 16S ribosomal RNA, partial sequence 310195 31168 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia 
448680 Bacteria_16S 332881 332910 1 30 gi| 265678839 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete se 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaero 
Moorella group; Moorella. 
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1258584 1258613 1 30 gi|219856813|ref|NR_024632.1 
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16S ribosomal RNA, partial sequence 1302478 13039 
tes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
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67 Psychromonas kaikoae Bacteria; 


Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

1186100 1186133 1 34 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
bosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

1187611 1187644 1 34 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
bosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

1189122 1189155 1 34 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
bosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

1190633 1190666 1 34 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
bosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 
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448680 Bacteria_16S 2244267 2244300 1 
pseudotuberculosis strain ATCC 29833 16S 
pseudotuberculosis Bacteria; 
Yersinia. 
448680 Bacteria_16S 
strain ATCC49733 
Proteobacteria; 
448680 Bacteria_16S 
hyointestinalis subsp. 


2242756 2242789 1 


2364262 2364295 1 


2526369 2526394 1 


Campylobacterales; Campylobacteraceae; 
448680 Bacteria_16S 2586910 2586939 1 
mediterranea stra 
mediterranea MMB-1 Bacteria; 


448680 Bacteria_16S 2708436 2708461 1 


thermophila strain EP1-55-1% 16S ribosomal RNA, partial 
thermophila Bacteria; Proteobacteria; Epsilonproteobacter 


Hydrogenimonas. 
448680 Bacteria_16S 
transvaalensis st 
transvaalensis Bacteria; Firmicutes; 
448680 Bacteria_16S 2845311 2845344 1 
CMN3 16S ribosoma 
Spirochaetales; S 
448680 Bacteria_16S 
caldus strain KU 
Proteobacteria; 
448680 Bacteria_16S 
sulfodismutans st 
sulfodismutans Bacteria; 
Desulfovibrio. 
448680 Bacteria_16S 
histidinovorans s 
histidinovorans Bacteria; 
448680 Bacteria_16S 
antarctica strain 
antarctica Bacter 
Psychromonas. 
448680 Bacteria_16S 


2795379 2795408 1 


1 RNA, partial sequence 


2997978 2998011 1 


3051089 3051118 1 
Proteobacteria; 
3088794 3088823 1 


Firmicutes; 
3117331 3117360 1 


3227877 3227906 1 


CECT 4600 16S ribosomal RNA, partial sequence 


Proteobacteria; 
448680 Bacteria_16S 
strain DSM 10020 
Firmicutes; Clostridia; Clostridiales; 
448680 Bacteria_16S 3314241 33142701 
vietnamensis strain G3 100 16S ribosomal 


3232362 32323951 


16S ribosomal RNA, partial sequence 1795652 17971 
Gammaproteobacteria; Vibrionales; Vibri 


16S ribosomal RNA, partial sequence 1797206 17986 
Gammaproteobacteria; Vibrionales; Vibri 


ribosomal RNA, partial sequence 
lales; Bacillales Family xX. 


16S ribosomal RNA, partial sequence 1997016 19985 
Gammaproteobacteria; Enterobacteriales; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alt 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 
Proteobacteria; 
16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pa 
lawsonii strain CHY5 16S ribosomal 


Campylobacter hyointestinalis subsp. 


in MMB1 16S ribosomal RNA, 
Proteobacteria; 


rain SAGM1 16S ribosomal RNA, partial 


pirochaetaceae; Borrelia; Borrelia bur 


ia; Camp 

30 gi| 219857120 
sequence 

Clostridia; Clostridiales; C 

34 gi| 219856894 

2844116 2845615 Borre 

gdorferi g 

34 gi|219846925 


16S ribosomal RNA, partial sequence 2996783 29982 
Gammaproteobacteria; Acidithiobacillale 


rain ThAcOl 16S ribosomal RNA, partial 


train Z-7940 16S ribosomal RNA, partia 
Clostridia; 


star-1 16S ribosomal RNA, partial seque 
ia; Proteobacteria; Gammaproteobacteri 


Gammaproteobacteria; Vibrionales; Vibri 


16S ribosomal RNA, partial sequence 3231181 32326 
Clostridiales Fami 


30 gi| 219878338 
onaceae; 


30 219878337 


gi 


2100672 21021 


34 gi|219857573 


2238534 22399 


Enterobac 

34 gi|]219857572 
2240045 22415 
Enterobac 

34 gi|219857571 


22415 


219857570 
partial s 
Gammaproteobacteria; 


34 gi 
ribosomal RNA, 


34 gi|219857485 
steurellac 
219857360 


RNA, pa 


26 gi 


30 gi|219857277 
complete sequence 
Gammaproteobacteria; 
26 gi| 219857183 
sequence 


s; Acidith 
219846888 
sequence 
teria; Des 


30 gi 


Deltaproteobac 
30 219846863 
1 sequence 
ridiales; 
219846844 
nce 
Alterom 


gi 


Clost 
30 gi 
a; 
30 gi|219846769 
3226672 32281 
onaceae; V 
219846766 


34 gi 


ly XI. I 


eromonadaceae; 


ncertae Sedis; 


ref|NR_025477.1 
oO. 


ref|NR_025476.1 


ref|NR_025161.1 
94 Yersinia 
teriaceae; Yers 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yers 
ref|NR_025159.1 


Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


ref|NR_025073.1 
eae. 
ref 
rtia 


NR_024948.1 
1 sequence 


ref |NR_024908.1 
2585691 258722 
Oceanospirillal 
ref|NR_024811.1 
2707242 270866 
ylobacterales; 


ref|NR_024748.1 

2794179 279557 
lostridiaceae; 
ref|NR_024713.1 
lia sinica Bacte 
roup. 
ref|NR_026517.1 


iobacillaceae; 
ref|NR_026480.1 

3049889 305136 
ulfovibrionales; 


ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref |NR_026436.1 

3116131 311762 
onadales; Psychr 
ref|NR_026361.1 
ibrio. 
ref |NR_026358.1 
56 Peptoniphilus 
P 


30 gi| 219846711 
RNA, partial sequence 


56 2243016 Yersin 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 
Vibri 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


onaceae; Vibrio. 
34 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
1967755 1969180 Thermicanus aegyptius Bacteria; 
Incertae Sedis; Thermicanus. 
34 gi| 219878197 |ref|NR_025336.1| Proteus vulgaris 
10 Proteus vulgaris Bacteria; 
Enterobacteriaceae; Proteus. 
57 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Isochromatium. 
34 gi|219878121|ref|NR_025260.1| Alteromonas marina 


60 Alteromonas marina Bacteria; 
Alteromon 


as. 
Yersinia rohdei strain 


rohdei Bacteria; 
inia. 


Yersinia pestis strain 


pestis Bacteria; 
inia. 


Yersinia kristensenii 
ia kristensenii 
eae; Yersinia. 
Yersinia 
7 2244527 Yersinia 
es; Enterobacteriaceae; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 
Campylobacter. 


Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Hydrogenimonas 
3 Hydrogenimonas 


Hydrogenimonaceae; 


Alkaliphilus 
1 Alkaliphilus 


Alkaliphilus. 


Borrelia sinica strain 
ria; Spirochaetes; 


Acidithiobacillus 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Natronincola 
0 Natronincola 
Natronincola. 
Psychromonas 
9 Psychromonas 
omonadaceae; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 


ref |NR_026303.1 
3313036 331453 


Desulfovibrio 
8 Desulfovibrio 


vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


Desulfovibrio. 


448680 Bacteria_16S 
strain Milford 74 
G 
448680 Bacteria_16S 
strain ATCC 15338 
G 
448680 Bacteria_16S 
strain 717 16S ri 
G 
448680 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


nigripulchritudo 
nigripulchritudo 


448680 Bacteria_16S 


80 16S ribosomal 


Gammaproteobacter 
448680 Bacteria_16S 
strain ATCC 14048 
G 
448680 Bacteria_16S 
strain NS 16S rib 
G 
448680 Bacteria_16S 
strain ATCC 35912 
Proteob 
448680 Bacteria_16S 
lentocellum strai 
Firmicu 
448680 Bacteria_16S 
thermophilus stra 
thermophilus Bact 
448680 Bacteria_16S 
strain A089 16S r 
G 
448680 Bacteria_16S 
gabonensis strain 
gabonensis Bacter 


Proteobacteria; 


Proteobacteria; 


Bacteria; 


Bacteria; 


Proteobacteria; 


Desulfovibrio. 


448680 Bacteria_16S 
helveticus strain 
Proteob 
448680 Bacteria_16S 
strain Gl 16S rib 
G 
448680 Bacteria_16S 


Bacteria; 


Proteobacteria; 
strain Hk501 16S 


Spirochaetes; 


Spirochaetales; S 


448680 Bacteria_16S 


strain TF-22T 16S 
Proteobacteria; 


nitratireducens s 
nitratireducens B 


448680 Bacteria_16S 


strain G3-29 16S 
Proteobacteria; 


antarctica strain 
Bacteria; Proteob 
Pseudoalteromonas 


448680 Bacteria_16S 


Spi 
448680 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


G 


G 
448680 Bacteria_16S 


ribosomal RNA, partial sequence 


4047213 4047242 1 

mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4104438 4104467 1 30 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4173454 4173487 1 34 gi 


30 gi 


4044490 40459 
ammaproteobacteria; Alteromonadales; Alt 
448680 Bacteria_16S 
HDS1-1 16S riboso 
Gammaproteobacter 
448680 Bacteria_16S 
HT 2-1 16S riboso 
Gammaproteobacter 
448680 Bacteria_16S 


4045996 4047515 Vibri 


4103238 4104753 Vibri 


eromonad 
219846189 


219846150 


219846098 


Desulfovibrionaceae; 


3558533 3558562 1 30 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 

16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3560013 3560042 1 30 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 

16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3561528 3561557 1 30 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
bosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3563048 3563077 1 30 gi|219846534|ref|NR_026126.1| Vibrio 
strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3564534 3564563 1 30 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

3566014 3566043 1 30 gi|219846532|ref|NR_026124.1| Vibrio natriegens 

16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3567520 3567549 1 30 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
osomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3569025 3569054 1 30 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 

16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3597962 3597995 1 34 gi|219846509|ref|NR_026101.1] Clostridium 
n RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
tes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

3678525 3678570 1 45 gi|219846452|ref|NR_026043.1| Deferribacter 
in BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
eria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

3750065 3750094 1 30 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
ibosomal RNA, partial sequence 3748871 3750367 Vibrio scophthalmi Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3768153 3768182 1 30 gi| 219846386 |ref|NR_025977.1| Desulfovibrio 

SEBR 2840 16S ribosomal RNA, partial sequence 3766971 3768387 Desulfovibrio 

ia; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
3808858 3808883 1 26 gi| 219846357 |ref|NR_025948.1| Campylobacter 

D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 

acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

3914106 3914139 1 34 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
osomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

3915618 3915651 1 34 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
rochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

3917034 3917067 1 34 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 

3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 
pirochaetaceae; Borrelia; Borrelia burgdorferi group. 

4045681 4045714 1 34 gi|219846190|ref|NR_025780.1| Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
aceae; Alteromonas. 

ref|NR_025779.1| Vibrio ezurae strain 
oO ezurae Bacteria; Proteobacteria; 


ref 
Oo ga 


NR_025740.1 
llicus Bacte 


Vibrio gallicus strain 
ria; Proteobacteria; 
Garciella 


ref|NR_025688.1 


train Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
acteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

4187201 41872301 30 gi|219846085|ref|NR_025675.1| Vibrio superstes 
ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

82696 82720 1 25 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 

NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

128587 128611 1 25 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 

espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 
448680 Bacteria_16S 


516066 516090 1 


25 


gi 


marinisedimentorum strain DSM 15388 16S ribosomal RNA, 


marinisedimentorum Bacteria; 


448680 Bacteria_16S 


Proteobacteria; 
537499 537555 1 


strain CR 16S ribosomal RNA, partial sequence 


Proteobacteria; 
448680 Bacteria_16S 


548149 548173 1 


Proteobacteria; 


55 


25 


Gammaproteobacteria; 
gi 


53 


Epsilonproteobacteria; Nautiliales; Nautiliaceae; 
gi 
mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequen 


mariniglutinosa Bacteria; Gammaproteobacteria; Al 


265678708|ref|NR_029013.1| Reinekea 

partial sequence 514864 516365 Reinekea 
Reinekea. 

265678694 |ref|NR_028999.1| Caminibacter profundus 

6318 537802 Caminibacter profundus Bacteria; 
Caminibacter. 

265678687 |ref|NR_028992.1| Pseudoalteromonas 


ce 546976 54845 
teromonadales; 


8 
P 


Pseudoalteromonas 
seudoalteromonadaceae; 


Pseudoalteromonas 


448680 Bacteria_16S 


hydrogeniphilus s 


620934 620990 1 55 gi 
train AM1116 16S ribosomal RNA, partia 


265678638 
1 sequence 


hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


448680 Bacteria_16S 


phenolica strain 
Bacteria; 
Pseudoalteromonas 


810158 810182 1 25 gi 


265678506 
O-BC30 16S ribosomal RNA, partial sequence 80896 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


P 


ref |NR_028943.1| Caminibacter 

19766 621178 Caminibacter 
Nautiliales; Nautiliaceae; Caminibacter. 
ref|NR_028809.1| Pseudoalteromonas 

8 810417 Pseudoalteromonas phenolica 


seudoalteromonadaceae; 


a 


448680 Bacteria_16S 938290 938314 1 25 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

448680 Bacteria_16S 1249659 1249683 1 25 gi|219857416|ref|NR_025004.1| Runella zeae strain 
NS12 16S ribosomal RNA, partial sequence 1248510 1249867 Runella zeae Bacteria; Bacteroidetes; 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Runella. 

448680 Bacteria_16S 1617477 1617501 1 25 gi|219878465|ref|NR_025604.1| Algoriphagus 
antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 1616292 1617764 Algoriphagus 
antarcticus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

448680 Bacteria_16S 1619000 1619024 1 25 gi|219878464|ref|NR_025603.1| Algoriphagus chordae 
strain LMG 21970 16S ribosomal RNA, partial sequence 1617815 1619287 Algoriphagus chordae Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

448680 Bacteria_16S 1620523 1620547 1 25 gi|219878463|ref|NR_025602.1| Algoriphagus 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


448680 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


448680 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


448680 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


448680 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


448680 Bacteria_16S 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


448680 Bacteria_16S 


ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 


448680 Bacteria_16S 


issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 


448680 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


448680 Bacteria_16S 


nigrifaciens stra 


nigrifaciens Bacteria; 


Pseudoalteromonas 


n LMG 21971 16S ribosomal RNA, partial sequence 1619338 1620810 Algoriphagus 
ria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 

1622046 1622070 1 25 gi|219878462|ref|NR_025601.1]| Algoriphagus 
in LMG 21969 16S ribosomal RNA, partial sequence 1620861 1622333 Algoriphagus 
eria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 

1625077 1625101 1 25 gi|219878460|ref|NR_025599.1| Belliella baltica 
ribosomal RNA, partial sequence 1623889 1625333 Belliella baltica Bacteria; 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Belliella. 

1733302 1733357 1 55 gi|219878386|ref|NR_025525.1| Butyrivibrio hungatei 
ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 
ridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

1754658 1754682 1 25 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 


n KMM 255 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 
1818379 1818403 1 25 gi 
ain DSM 11118 16S ribosomal RNA, partial 
teria; Bacteroidetes; Sphingobacteria; S 


2271986 2272010 1 25 gi 
KMM300 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromona 
2273459 2273483 1 25 gi 
ain KMM 3549 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobacter 
3420607 3420631 1 25 gi 
29570 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromona 
3422085 3422109 1 25 gi 
in NCIMB 8614 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteri 


v 


a; 


448680 Bacteria_16S 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 


3425052 3425076 1 25 gi 


uence 
ia; 


Altero 


219878324 
sequenc 
phingoba 


219857552 
ce 22707 
dales; 


P 


219857551 
sequence 
ia; Alte 


219846631 
ce 34194 
dales; 


P 


219846630 
sequenc 


Alter 


1753455 1754959 Pseudoalteromonas 
monadales; Pseudoalteromonadaceae; 


ref|NR_025463.1| Sporocytophaga 
e 1817180 1818667 Sporocytophaga 
cteriales; Flexibacteraceae; 


ref|NR_025140.1| Pseudoalteromonas 
90 2272278 Pseudoalteromonas ruthenica 
seudoalteromonadaceae; 


ref|NR_025139.1| Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 


ref|NR_026223.1| Pseudoalteromonas 
18 3420843 Pseudoalteromonas rubra 
seudoalteromonadaceae; 


ref|NR_026222.1| Pseudoalteromonas 
e 3420894 3422329 Pseudoalteromonas 
omonadales; Pseudoalteromonadaceae; 


219846628 


ref|NR_026220.1| Pseudoalteromonas 


3423861 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae; 
448680 Bacteria_16S 


aurantia Bacteria; 
Pseudoalteromonas. 
448680 Bacteria_16S 
atlantica strain 


Pseudoalteromonas. 
448680 Bacteria_16S 
strain NCIMB 8628 
Bacteroidetes; 
448680 Bacteria_16S 


Sphingobacteria; 
4007714 4007738 1 


Pseudoalteromonas. 


3426530 3426554 1 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


3428011 3428035 1 
IAM 12927 16S ribosomal RNA, partial sequence 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
3979544 3979568 1 
16S ribosomal RNA, partial sequence 
Sphingobacteriales; Flexibacterac 


25 


25 


25 


25 


strain SW-2 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
448680 Bacteria_16S 


Pseudoalteromonas. 
448680 Bacteria_16S 


Algoriphagus. 
448680 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
448680 Bacteria_16S 


Algoriphagus. 
448680 Bacteria_16S 


leptinotarsae Bacteria; 
448680 Bacteria_16S 


translucida Bacteria; 
Pseudoalteromonas. 
448680 Bacteria_16S 


Pseudoalteromonas. 
448680 Bacteria_16S 


Bacteroidetes; 
455348 Bacteria_16S 


455348 Bacteria_16S 


455348 Bacteria_16S 


Bacteria; 
455348 Bacteria_16S 


Acetobacter. 
455348 Bacteria_16S 


455348 Bacteria_16S 

Soel 16S ribosomal RNA, 
Gammaproteobacteria; 
455348 Bacteria_16S 


455348 Bacteria_16S 


Sphingobacteria; 
4053144 4053168 1 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


Bacteroidetes; 

4099958 4099982 1 
mannitolivorans strain JC2050 16S ribosomal RNA, partial 
mannitolivorans Bacteria; 


Proteobacteria; 


Xanthomonadales; 

2154524 21544101 
strain H-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
2936942 2936828 1 
multivorum strain AIU 301 16S ribosomal RNA, 


4097016 4097040 1 
ornithinivorans strain JC2052 16S ribosomal RNA, partial 
ornithinivorans Bacteria; 


Bacteroidetes; 


4098502 4098526 1 
JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 


4145768 4145824 1 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 


Sphingobacteriales; Cyclobacteria 


25 


25 


Sphingobacteria; 


25 


25 


Sphingobacteria; 


55 


Tenericutes; Mollicutes; 


4214410 4214434 1 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


4215965 4215989 1 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alte 


4237137 42371611 
strain BA160 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
2761958 2761845 1 
strain Yo-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
3949709 3949594 1 
strain 101 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
386853 386743 1 
effusa strain AP103 16S ribosomal RNA, partial 
Proteobacteria; Gammaproteobacteria; 
1093644 1093530 1 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; 


1582011 1581897 1 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; 
2089444 2089334 1 


partial sequence 


25 


25 


25 


Sphingobacteriales; Cyclobacteria 


114 


116 


Acetobacte 
111 gi| 265678797 
sequence 38592 


115 


115 


111 


2088549 2089942 Nevsk 
Sinobacteraceae; 


115 


115 


Xanthomonadales; S 


gi| 219846627 


219846626 


gi 


219846239 
39784 


gi 


gi|219846218 
4006528 40080 


gi 


gi 


gi 


Sphingobacte 
gi 


gi|219846117 


Entomoplasmatale 
gi| 219846065 


Altero 


219846064 
sequence 


gi 


gi|219846044 
4235935 42373 


gi]219857145 
2761077 27624 
Acetobacte 
gi|219846259 
3948831 39502 


gi|265678314 


Rhod 
219878490 
sequenc 


Rhodo 
219878130 


gi 


gi 


Nevskia. 

gi| 219857632 
2153652 21550 
Acetobacte 


Alteromonadales; 


ref|NR_026219.1 
3425334 342676 
Pseudoal 


ref|NR_026218.1 
3426820 342824 
Pseudoa 


ref |NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref|NR_025808.1 
03 Algoriphagus 
ceae; Algoriphag 
ref|NR_025775.1 
28 4053458 Pseudo 
seudoalteromonad 


ref|NR_025745.1 
4095844 409726 
bacteriales; Cyc 


ref|NR_025744.1 

4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 
4098796 410017 
bacteriales; Cyc 


ref|NR_025707.1 

4144567 414608 
s; Spiroplasmata 
ref|NR_025655.1 
4213214 421471 
monadales; Pseud 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 
ref|NR_025634.1 


ceae; Aquiflexum 
ref|NR_024773.1 


raceae; Kozakia. 
ref |NR_025849.1 


raceae; Acidocel 
ref|NR_029102.1 
1 387397 Hydroc 
inobacteraceae; 
ref |NR_028616.1 

1092739 109419 
ospirillales; Ac 


ref|NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025269.1 
ia ramosa Bacter 
ref|NR_025221.1 


raceae; Rubritep 


gi| 219856832 


complete sequence 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 


1lteromonadaceae; 


Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 


us. 

Pseudoalteromonas 
alteromonas aliena 
aceae; 


Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


udoalteromonadaceae; 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Hydrocarboniphaga 

arboniphaga effusa 

Hydrocarboniphaga. 

Acetobacter 

2 Acetobacter 

etobacteraceae; 


Rhodovarius 
8 Rhodovarius 


Nevskia ramosa strain 
ia; Proteobacteria; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 


ref|NR_024651.1 
2936039 293748 


Acidiphilium 
9 Acidiphilium 


multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acidiphilium. 


455348 Bacteria_16S 


strain OP 16S rib 


organovorum strai 
Bacteria; Proteob 


455348 Bacteria_16S 


strain Lhet2 16S 


strain KLB 16S ri 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


455348 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


455348 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


455348 Bacteria_16S 


strain LMG 1746 1 
Proteobacteria; A 


455348 Bacteria_16S 


strain LMG 1625 1 
Proteobacteria; A 


455348 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


455348 Bacteria_16S 


strain AAO8 16S r 
Proteobacteria; A 


455348 Bacteria_16S 


S60-1 16S ribosom 
Alphaproteobacter 


455348 Bacteria_16S 


strain 71 16S rib 
Proteobacteria; A 


455348 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


455348 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


455348 Bacteria_16S 


strain DSM 3503 1 
Proteobacteria; A 


455348 Bacteria_16S 


strain PW2 16S ri 
Proteobacteria; A 


455348 Bacteria_16S 


strain JCM 21370 
Proteobacteria; A 


455348 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


455348 Bacteria_16S 


entanii strain LT 
Bacteria; Proteob 


455348 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


3942407 3942293 1 
osomal RNA, partial sequence 


115 gi 


3943868 3943754 1 115 gi 
n TFC 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3946788 3946674 1 115 gi 
ribosomal RNA, partial sequence 


3948253 3948139 1 115 
bosomal RNA, partial sequence 


gi 


561722 561609 1 114 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


1096529 1096416 1 114 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1140497 1140384 1 
n E1L3A 16S ribosomal RNA, 
ria; Proteobacteria; 


114 gi 
complete se 
Gammaproteobacter 


1749800 1749687 1 114 


gi 
lphaproteobacteria; Rhodospirillales; 
1751292 1751179 1 114 gi 


lphaproteobacteria; Rhodospirillales; 

2160548 2160435 1 114 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


2709595 2709482 1 114 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2810199 2810086 1 114 gi 
al RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae 
2825245 2825132 1 114 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 

3418792 3418679 1 114 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


gi 


3570213 3570100 1 114 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 


3574763 3574650 1 114 


gi 
lphaproteobacteria; Rhodospirillales; 
3945327 39452141 114 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
1071098 1070986 1 113 gi 


lphaproteobacteria; Rhodospirillales; 

2424996 2424881 1 116 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
667686 667572 1 115 gi 
H4560 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3003898 3003784 1 115 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


455348 Bacteria_16S 


219846264 


3941522 39429 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
455348 Bacteria_16S 


Acetobacte 
219846263 
nce 39429 
rillales; 

219846261 


3945905 39473 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
455348 Bacteria_16S 


Acetobacte 
219846260 


3947368 39487 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
455348 Bacteria_16S 


Acetobacte 
265678678 

sequence 

eria; 


265678312 
1 sequence 
ia; Rhodos 


253680763 
quence 


ia; Salini 


219878374 


6S ribosomal RNA, partial sequence 1748919 17503 


Acetobacte 
219878373 


6S ribosomal RNA, partial sequence 175041117518 


Acetobacte 
219857628 
quence 

ria; Rhodo 


219857182 


2708714 27101 


Acetobacte 
219857110 


2809318 2810728 Asaia 


; Asaia. 
219856907 


2824364 28257 


Acetobacte 
219846632 
quence 

; Rhodospi 
219846529 
equence 
rillales; 


219846526 


6S ribosomal RNA, partial sequence 3573863 35753 


Acetobacte 
219846262 


3944448 39458 


Acetobacte 
265678330 


16S ribosomal RNA, partial sequence 1070184 10716 


Rhodospiri 
219857442 
24240 
ales; Halo 
265678604 
nce 66678 
rillales; 
219846921 
nce 30029 
rillales; 


3118580 3118466 1 115 gi 


219846843 


Rhod 


ref|NR_025854.1 
raceae; Acidiphi 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref |NR_025851.1 


race 
ref 


ae; Acidiphi 
NR_025850.1 


raceae; Acidiphi 
ref |NR_028983.1 

560822 562307 
ospirillales; Ac 


NR_028614.1 
1095628 109707 
pirillales; Acet 


ref|NR_028011.1 

1139586 114102 
sphaerales; Sali 
ref|NR_025513.1 


race 
ref 


ae; Acetobac 
NR_025512.1 
raceae; Acetobac 
ref|NR_025217.1 

2159648 216110 
spirillales; Ace 


ref|NR_024810.1 

race 
ref 

sia 


ae; Asaia. 
NR_024738.1 
mensis Bacte 
ref |NR_024728.1 
raceae; Asaia. 
ref |NR_026224.1 

3417892 341936 
rillales; Acetob 


ref|NR_026121.1 
3569313 357079 
Acetobacteraceae 


ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_025852.1 


race 
ref 


ae; Acidocel 
NR_028632.1 


llaceae; Tistrel 
ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 


Acidiphilium rubrum 


34 Acidiphilium rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidiphilium cryptum 


v 


17 Acidiphilium cryptum Bacteria; 


lium. 
Acidiphilium angustum 


80 Acidiphilium angustum Bacteria; 


lium. 
Roseomonas 
Roseomonas 

etobacteraceae; 


Acetobacter 
0 Acetobacter 
obacteraceae; 


Salinisphaera 
5 Salinisphaera 


nisphaeraceae; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Swaminathania 

2 Swaminathania 

tobacteraceae; 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


, 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acidocella facilis 


54 Acidocella facilis Bacteria; 


la. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Gluconacetobacter 
acetobacter entanii 
Gluconacetobacter. 
Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 


v 


’ 


ref |NR_026435.1 


Gluconacetobacter 


intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


455348 Bacteria_16S 


liquefaciens strain IFO 12388 16S ribosomal RNA, partial 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; 


Gluconacetobacter. 
455348 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
Halothiobacillus. 
455348 Bacteria_16S 


hydrothermalis strain R3 
hydrothermalis Bacteria; 


Halothiobacillus. 
455348 Bacteria_16S 
subsp. 
subsp. 
Roseomonas. 
455348 Bacteria_16S 
strain E7107 16S 


455348 Bacteria_16S 


strain 5424 16S ribosomal RNA, partial sequence 


455348 Bacteria_16S 
strain 173-96 16S 


455348 Bacteria_16S 
strain MDA5527 16 


455348 Bacteria_16S 
jannaschii strain 
Bacteria; 
455348 Bacteria_16S 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; 


Gluconacetobacter. 
455348 Bacteria_16S 


diazotrophicus strain PAl 5 16S ribosomal RNA, 
diazotrophicus PAl 5 Bacteria; Proteobacteria; 


Gluconacetobacter. 
455348 Bacteria_16S 
paradoxus strain 
Bacteria; 
455348 Bacteria_16S 


nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


Bacteria; 
455348 Bacteria_16S 


DSM 613 


3555085 3554971 1 


3718797 3718683 1 


3816356 3816242 1 


Proteobacteria; 


431564 431451 1 


rosea strain MDA5605 16S ribosomal RNA, 
rosea Bacteria; Proteobacteria; Alphaproteobacteria; 


447023 446910 1 


448555 448442 1 


560185 560072 1 


741945 741832 1 


812990 812877 1 


872195 872082 1 


1353834 13537211 


2441503 24413901 


2470358 2470245 1 


2509451 2509338 1 


115 


115 


115 


114 


114 


ribosomal RNA, partial sequence 


114 


114 


ribosomal RNA, partial sequence 


114 


S ribosomal RNA, partial sequence 


114 


114 


114 


114 


114 


114 


gi 


gi 


gi 


gi 


partial 


gi 


219846540 
sequence 


219846424 


2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


219846352 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


265678767 
sequence 


265678757 


446125 44760 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


265678756 


447654 44913 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


Acetobacte 
265678679 


559287 56077 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


Acetobacte 
265678553 


741046 74252 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


ALM2 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Chromatiales; 


gi 


gi 


partial 
Alphaproteobacteri 


gi 


ARh1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Chromatiales; 


gi 


Chromatiales; 


gi 


Acetobacte 
265678504 
81203 
Ecto 
265678464 
sequence 
Rhodo 


228720330 
sequence 


219857426 
24405 
Ecto 
219857403 
24694 
Ecto 
219857371 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 


johannae Bacteria; 
Gluconacetobacter. 
455348 Bacteria_16S 


nitratireducens strain ALEN 2 16S ribosomal RNA, partial 
nitratireducens Bacteria; 


Thioalkalivibrio. 
455348 Bacteria_16S 


neutrophila strain SG 3301 16S ribosomal RNA, partial s 
Gammaproteobacteria; 


neutrophila Bacteria; 
Halorhodospira. 
455348 Bacteria_16S 
strain SGT-39 16S 
Proteobacteria; 
455348 Bacteria_16S 


albertensis strain DSM 14366 16S ribosomal RNA, partial 


albertensis Bacteria; 
Acidithiobacillus. 
455348 Bacteria_16S 


4206530 4206417 1 
Proteobacteria; 
1787566 1787455 1 
Proteobacteria; 


4069499 4069387 1 


563296 563185 1 
Proteobacteria; 


902498 902395 1 


114 


Gammaproteobacteria; 


112 


113 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Coxiellaceae; 


112 


104 


Proteobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


Rhodospir 


219846071 
sequence 
Ch 


219878344 
equence 
Chroma 


219846173 


4068567 40700 


gi 


gi 


265678677 
sequence 


Gammaproteobacteria; Acidit 


265678443 


denitrificans strain ALJD 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; 


Thioalkalivibrio. 
455348 Bacteria_16S 


Mi268 16S ribosomal RNA, partial sequence 


Proteobacteria; 


1288429 1288318 1 


Lactobacillales; Weissella. 


112 


1287447 1289004 Weissella soli Bacteria; 


Gammaproteobacteria; 


gi 


Chro: 


219846052 


ref 


ref 


ref 


ref 


ref 


race 
ref 


race 
ref 


race 
ref 


thio 
ref 


spir 
ref 
a; R 


ref 


thio 
ref 


thio 
ref 


illa 
ref 
roma 
ref 
tial 
ref 
Aqu 
ref 
5 
hiob 
ref 


mati 


ref 


3554185 35556 
Rhodospir 


3717841 37193 
Chromatiale 


3815400 38169 
Chromat 


430661 43214 
Rhodospir 


5 813508 Thioal 


871314 872760 


1352934 135441 


72 2442029 Thioal 


12 2470870 Thioal 


2508571 25100 


4205616 42070 


1786631 17879 


62358 56385 


901557 90302 


NR_026132.1 
6 
illales; Ace 


NR_026015.1 
4 
s; Halothiob 
NR_025943.1 
0 
iales; Halot 
NR_029072.1 
5 
illales; Ace 


NR_029062.1 


ae; Roseomon 
NR_029061.1 


ae; Roseomon 
NR_028984.1 


ae; Roseomon 
NR_028857.1 


ae; Roseomon 
NR_028807.1 


rhodospirace 
NR_028767.1 


illales; Ace 
NR_027591.1 
hodospirilla 
NR_025014.1 


rhodospirace 
NR_024991.1 


rhodospirace 
NR_024959.1 
1 
les; Acetoba 
NR_025661.1 
3 
tiales; Ecto 
NR_025483.1 
8 
es; Ectothio 
NR_025763.1 


icella. 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Halothiobacillus 
4 Halothiobacillus 
acillaceae; 


Halothiobacillus 
3 Halothiobacillus 
hiobacillaceae; 


Roseomonas gilardii 
Roseomonas gilardii 


tobacteraceae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 
Acetobacterace 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Gluconacetobacter 
Gluconacetobacter 
tobacteraceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Thioalkalivibrio 
kalivibrio paradoxus 
ae; Thioalkalivibrio. 

Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 

Gluconacetobacter 
7 Gluconacetobacter 
cteraceae; 


Thioalkalivibrio 
5 Thioalkalivibrio 
thiorhodospiraceae; 


Halorhodospira 
6 Halorhodospira 


rhodospiraceae; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


NR_028982.1 
1 
acillales; A 
NR_028745.1 
1 


ales; Ectoth 


Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Thioalkalivibrio 
Thioalkalivibrio 


iorhodospiraceae; 


Weissella soli strain 


NR_025642.1 


Firmicutes; 


455348 Bacteria_16S 2314051 2313948 1 104 gi 
alkaliphilus strain T8 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

455348 Bacteria_16S 3303427 3303324 1 104 
strain DSM 5351 16S ribosomal RNA, 
Firmicutes; Bacillales; Salinicoccus. 

455348 Bacteria_16S 4224823 42247201 


gi 


104 gi 


hispanicus strain DSM 5352 16S ribosomal RNA, partial s 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicocc 
455348 Bacteria_16S 1079919 1079805 1 115 gi 


strain 21F-2 16S ribosomal RNA, partial sequence 


complete sequence 3302462 33040 


1079018 10804 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
455348 Bacteria_16S 1406449 1406335 1 115 gi| 219857143 
cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 
cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Acetobacter. 

455348 Bacteria_16S 1437070 1436964 1 107 gi| 224581430 
profundus strain 506 16S ribosomal RNA, partial sequence 14361 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 
455348 Bacteria_16S 2286912 2286800 1 113 gi|219857541 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Ch 
Thioalkalivibrio. 

455348 Bacteria_16S 2703628 2703522 1 107 gi|219857186 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; 
455348 Bacteria_16S 3553554 3553444 1 111 gi|219846541 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospir 
Gluconacetobacter. 

455348 Bacteria_16S 102378 102265 1 114 gi| 265678995 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequen 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillace 
Aneurinibacillus. 

455348 Bacteria_16S 456348 456235 1 114 gi| 265678747 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococ 
455348 Bacteria_16S 958218 958113 1 106 gi| 265678406 


caldoxylosilyticu 
caldoxylosilyticu 


455348 Bacteria_16S 


danicus strain DB 
Bacteria; Firmicu 


455348 Bacteria_16S 


strain NBRC 13755 
Bacteria; Proteob 


455348 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


455348 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


455348 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


455348 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


455348 Bacteria_16S 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


455348 Bacteria_16S 


sibirica strain A 
Bacteria; Proteob 


455348 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


455348 Bacteria_16S 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 


s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
1034702 1034589 1 114 gi 
4 16S ribosomal RNA, partial sequence 
tes; Bacillales; Paenibacillaceae; Ane 
1095089 1094976 1 114 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodospi 
1225113 1225000 1 114 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1340059 1339946 1 114 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


2267092 2266987 1 106 
ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
2471863 2471750 1 114 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
3198999 3198886 1 114 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


gi 


728311 728219 1 93 gi 
12 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
40143 40040 1 104 gi 
F-2 16S ribosomal RNA, complete seque 
tes; Bacillales; Staphylococcus. 
57001 56898 1 104 


gi 


2266147 22676 


219857520 
nce 23131 


219846719 


219846055 
equence 
us. 

265678323 


ial sequen 
cillaceae; 
265678355 
10337 
urinibacil 
265678313 
10942 
rillales; 
219878314 
1 sequence 
ptococcace 
228721340 
sequence 
oteobacter 


219857555 


219857402 

24709 
ales; Ecto 
219846789 
ial sequen 
cteria; Rh 


265678563 

72737 
ales; Ecto 
265679037 
nce 39179 


ref |NR_025108.1 
25 2314583 Salini 


ref|NR_026311.1 


ref|NR_025645.1 

4223876 422538 
ref|NR_028625.1 
raceae; Acetobac 
ref|NR_024771.1 


1405568 140698 
ospirillales; Ac 


ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_025129.1 

2285990 228738 
romatiales; Ecto 


ref|NR_024814.1 
2702689 270407 
Thermaceae; Oce 
ref|NR_026133.1 
3552654 355413 
illales; Acetoba 


ref|NR_029303.1 
ce 101441 102925 
ae; Aneurinibaci 


ref|NR_029052.1 

455417 456926 
caceae; Streptoc 
ref|NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref |NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref|NR_028615.1 
43 1095577 Acetob 
Acetobacteraceae 
ref|NR_025453.1 

1224170 122567 
ae; Streptococcu 
ref|NR_027605.1 
1339181 134062 
Rhodospirill 


ia; 


ref |NR_025143.1 


ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_029345.1 

40723 Staphy 


265679026 
56079 


Salinicoccus 
coccus alkaliphilus 


Salinicoccus roseus 


04 Salinicoccus roseus Bacteria; 


Salinicoccus 
3 Salinicoccus 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

1 Acetobacter 

etobacteraceae; 


Oceanithermus 
thermus profundus 


Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Aneurinibacillus 
Aneurinibacillus 
llus group; 


Streptococcus 
Streptococcus 
occus. 
Geobacillus 
Geobacillus 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 

Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Streptococcus 
1 Streptococcus 
Ss. 

Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


v 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 

Magnetospirillum 
3 Magnetospirillum 
Rhodospirillaceae; 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 

Staphylococcus 
lococcus condimenti 


ref |NR_029334.1 
57529 Thiocy 


Thiocystis gelatinosa 
stis gelatinosa 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 


455348 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


455348 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


455348 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


455348 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


455348 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


455348 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


455348 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


455348 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


455348 Bacteria_16S 


succinus subsp. s 


455348 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


455348 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 


455348 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


455348 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


455348 Bacteria_16S 


subsp. 
subsp. 


equorum st 
equorum Ba 


455348 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


455348 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
c 


455348 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


455348 Bacteria_16S 


sciuri str 
sciuri Bac 


subsp. 
subsp. 


455348 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


455348 Bacteria_16S 


strain LB37 16S r 


Fusobacteria; Fus 


455348 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain LMG 22165 


Firmicutes; Bacil 


455348 Bacteria_16S 


subsp. ruminatoru 


equi subsp. rumin 


58502 58399 1 104 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

164857 164742 1 116 gi|265678953|ref|NR_029261.1| Lactobacillus 
strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

312691 312588 1 104 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
train S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
acteria; Firmicutes; Bacillales; Staphylococcus. 

473010 472907 1 104 gi|265678736|ref|NR_029041.1| Weissella koreensis 

ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
bacillales; Weissella. 

514338 514235 1 104 gi|265678709|ref|NR_029014.1| Lactobacillus rossiae 
bosomal RNA, partial sequence 513446 514813 Lactobacillus rossiae Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

541804 541701 1 104 gi| 265678691 |ref|NR_028996.1| Staphylococcus 

CW1 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
tes; Bacillales; Staphylococcus. 

732820 732717 1 104 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
1 RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
ia; Chromatiales; Chromatiaceae; Thiocapsa. 

856927 856824 1 104 gi|265678474|ref|NR_028777.1| Leuconostoc 
ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 

18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 
1019353 1019250 1 104 gi|265678365|ref|NR_028667.1| Staphylococcus 
uccinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
1022504 1022393 1 112 gi|265678363|ref|NR_028665.1| Streptococcus 
ATCC 33400 16S ribosomal RNA, complete sequence 1021546 1023060 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

1060565 1060462 1 104 gi| 265678337 |ref|NR_028639.1| Marinithermus 
rain Tl 16S ribosomal RNA, partial sequence 1059624 1061116 Marinithermus 
cteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Marinithermus. 

1285279 1285176 1 104 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
ain YKJ-115 16S ribosomal RNA, partial sequence 1284334 1285840 Jeotgalicoccus 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 

1286836 1286733 1 104 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
in YKJ-101 16S ribosomal RNA, partial sequence 1285891 1287396 Jeotgalicoccus 
eria; Firmicutes; Bacillales; Jeotgalicoccus. 

1294427 1294324 1 104 gi| 228715348 |ref|NR_027520.1| Staphylococcus equorum 
rain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
cteria; Firmicutes; Bacillales; Staphylococcus. 

1320264 1320161 1 104 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
s strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
ealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1321806 1321703 1 104 gi| 228715346 |ref|NR_027518.1| Staphylococcus 
arnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
arnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1410960 1410849 1 112 gi|224581432|ref|NR_027214.1| Streptococcus 
strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

1479518 1479415 1 104 gi| 219878381 |ref|NR_025520.1| Staphylococcus sciuri 
ain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
teria; Firmicutes; Bacillales; Staphylococcus. 

1511225 1511139 1 87 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 

GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ia; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 

1566873 1566770 1 104 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
ibosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
obacteriales; Fusobacteriaceae; Leptotrichia. 

1583565 1583462 1 104 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
lales; Planococcaceae; Viridibacillus. 

1585120 1585017 1 104 gi| 219878488 |ref|NR_025627.1| Viridibacillus arvi 
16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
lales; Planococcaceae; Viridibacillus. 

1609755 1609644 1 112 gi|219878470|ref|NR_025609.1| Streptococcus equi 
m strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
atorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

1742203 1742096 1 108 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 


455348 Bacteria_16S 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 


thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Anaerobiospirillu 


mM. 


1741287 1742780 Anaerobiospirillum 
Succinivibrionaceae; 


455348 Bacteria_16S 


entericus strain 
entericus Bacteri 


455348 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


455348 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


455348 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


455348 Bacteria_16S 


strain ME102 16S 


Proteobacteria; G 


455348 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


455348 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; G 


455348 Bacteria_16S 


pleistocenium str 
pleistocenium Bac 


455348 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


455348 Bacteria_16S 


ficulneus strain 
Bacteria; Firmicu 


455348 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


455348 Bacteria_16S 


aquimarina strain 
Bacteria; Firmicu 


455348 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


455348 Bacteria_16S 


strain DSM5578 16 
Firmicutes; Lacto 


455348 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


455348 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


455348 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


455348 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


455348 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


455348 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


455348 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


455348 Bacteria_16S 


phaeum strain PB 
Firmicutes; Clost 


1765035 1764924 1 112 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1766498 1766395 1 104 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1844139 1844036 1 104 gi 
S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; 
1857612 1857509 1 104 


oc 


en 
al 


Isobaculu 


gi 


ibosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


219878361 
eq 


uence 


ce 17655 
es; 


mM. 


219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


1870444 18719 


2028754 20301 


occaceae 
219878360 


Ecto 
219878306 
1843183 18446 


ref|NR_025500.1 

1764167 176550 
; Streptococcus. 
ref |NR_025499.1 
52 1767023 Alkali 


Streptococcus 
1 Streptococcus 


Alkalilimnicola 
limnicola halodurans 
thiorhodospiraceae; Alkalilimnicola. 
ref|NR_025445.1| Isobaculum melis 
97 Isobaculum melis Bacteria; 


ref|NR_025435.1| Trichococcus palustris 
69 Trichococcus palustris Bacteria; 


bacillales; Carnobacteriaceae; Trichococcus. 

1862217 1862114 1 104 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

1871399 1871296 1 104 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


lales; Bacillaceae; Geobacillus. 

1927644 1927541 1 104 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

2029696 2029593 1 104 gi|219878176|ref|NR_025315.1| Chromatium okenii 


44 Chromatium okenii Bacteria; 


ammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 

2169775 2169672 1 104 gi|219857622|ref|NR_025211.1| Carnobacterium 
ain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

2186449 2186346 1 104 gi|219857608|ref|NR_025197.1| Carnobacterium 
PL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
tes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

2251652 2251549 1 104 gi|219857565|ref|NR_025153.1| Fructobacillus 
FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
tes; Lactobacillales; Fructobacillus. 

2312546 2312443 1 104 gi|219857521|ref|NR_025109.1| Geobacillus 
in 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
tes; Bacillales; Bacillaceae; Geobacillus. 

2398813 2398710 1 104 gi|219857461|ref|NR_025049.1| Sporosarcina 

SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
tes; Bacillales; Planococcaceae; Sporosarcina. 

2417323 2417212 1 112 gi|219857448|ref|NR_025036.1| Streptococcus 
W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
a; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

2418860 2418757 1 104 gi|219857447|ref|NR_025035.1| Leuconostoc gelidum 


S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420415 2420312 1 104 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2449120 2449017 1 104 gi 
train WW2-SN4a 16S ribosomal RNA, part 
acteria; Firmicutes; Lactobacillales; 


gi 


ia 
Ca 


2417916 24194 


219857446 
2419471 24209 


219857420 


1 sequen 
rnobacte 


2527608 2527494 1 115 gi 
in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2681199 2681096 1 104 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 

2706634 2706531 1 104 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2732334 27322311 104 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 

2863651 2863548 1 104 gi 


ne 
oc 


1 
Ca 


eq 
le 


s 
Ca 


ammaproteobacteria; Pseudomonadales; P 
2883988 2883885 1 104 gi 


se 


ridia; Thermoanaerobacterales; Thermoana 


455348 Bacteria_16S 


2908159 2908056 1 104 gi 


219857359 


e 25266 
caceae; 


219857202 


sequence 
rnobacte 


219857184 


uence 


s Family 
219857166 


equence 
rnobacte 


219856882 
6S ribosomal RNA, partial sequence 2862729 28642 
udomonad 
219856869 
16S ribosomal RNA, partial sequence 2883064 28845 


erobacte 


219856851 


vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 


vitulinus Bacteri 


a; Firmicutes; Bacillales; Staphylococcu 


Ss. 


20 Leuconostoc gelidum Bacteria; 


ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 


ref|NR_025008.1 
ce 2448175 244968 
riaceae; Alkalib 
ref|NR_024947.1| Desulfotomaculum 
73 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 
ref |NR_024830.1 
2680270 268176 
riaceae; Alkalib 
ref|NR_024812.1 
2705678 270719 
XII. Incertae S 
ref|NR_024794.1 
2731401 273285 
riaceae; Marinilactibacillus. 
ref|NR_024701.1| Pseudomonas halophila 
25 Pseudomonas halophila Bacteria; 
aceae; Pseudomonas. 
ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
raceae; Thermacetogenium. 
ref|NR_024670.1| Staphylococcus 
2907194 2908690 Staphylococcus 


Alkalibacterium 
1 Alkalibacterium 
acterium. 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Marinilactibacillus 
8 Marinilactibacillus 


455348 Bacteria_16S 


pasteuri Bacteria 
455348 Bacteria_16S 
lugdunensis strai 
lugdunensis Bacte 
455348 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


455348 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


455348 Bacteria_16S 
arlettae strain ATCC 4395 


arlettae Bacteria 


455348 Bacteria_16S 


SPS-17 16S riboso 


Thermus; Deinococ 


455348 Bacteria_16S 


strain 2045-94 16 


Firmicutes; Bacil 


455348 Bacteria_16S 


strain CE2203 16S 
Proteobacteria; 


marinum DSM 5261 
Proteobacteria; 


G 
455348 Bacteria_16S 


G 


2909705 2909602 1 104 gi|219856850|ref|NR_024669.1| Staphylococcus 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
; Firmicutes; Bacillales; Staphylococcus. 
2911249 2911146 1 104 gi|219856849|ref|NR_024668.1| Staphylococcus 
n ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
ria; Firmicutes; Bacillales; Staphylococcus. 
2912791 2912688 1 104 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
tes; Bacillales; Staphylococcus. 
2915878 2915775 1 104 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
tes; Bacillales; Staphylococcus. 
2917420 29173171 104 gi| 219856845 |ref|NR_024664.1| Staphylococcus 
7 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
; Firmicutes; Bacillales; Staphylococcus. 
3018873 3018770 1 104 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
mal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
ci; Thermales; Thermaceae; Thermus. 
3142554 31424511 104 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 
3172987 3172884 1 104 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 
ribosomal RNA, partial sequence 3172065 3173514 Thiorhodococcus minor Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 
3388666 3388563 1 104 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 
3650700 3650597 1 104 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 


455348 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; 


funditum strain p 


G 
455348 Bacteria_16S 


S ribosomal RNA, partial sequence 


3811729 3811626 1 104 gi 
£3 16S ribosomal RNA, partial sequence 


3649747 36512 
ammaproteobacteria; Methylococcales; Met 


hylococe 
219846355 
38107 


35 Methylocaldum 
aceae; Methyloca 
ref |NR_025946.1 
56 3812276 Carnob 


gracile Bacteria; 

ldum. 
Carnobacterium 

acterium funditum 


Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Gemella morbillorum 


77 Gemella morbillorum Bacteria; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Zooshikella 
6 Zooshikella 
ellaceae; Zooshikella. 
Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Streptococcus 
4 Streptococcus 
cus. 
Facklamia sourekii 


Facklamia sourekii Bacteria; 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Lactobacillus 
Lactobacillus 


’ 


Lactobacillus 
Lactobacillus 


Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 


Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

455348 Bacteria_16S 3845172 3845069 1 104 gi|219846332|ref|NR_025922.1 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 38456 

Firmicutes; Bacillales; Staphylococcus. 

455348 Bacteria_16S 3872398 3872295 1 104 gi|219846314|ref|NR_025904.1 
strain 2917B 16S ribosomal RNA, partial sequence 3871442 38729 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

455348 Bacteria_16S 3873985 3873882 1 104 gi|219846313|ref|NR_025903.1 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
455348 Bacteria_16S 4067959 4067856 1 104 gi|219846174|ref|NR_025764.1 
strain SGT-108 16S ribosomal RNA, partial sequence 4067035 40685 

Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
455348 Bacteria_16S 4196069 4195966 1 104 gi|219846078|ref|NR_025668.1 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 4195136 419657 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hah 
455348 Bacteria_16S 4212609 4212506 1 104 gi| 219846067 |ref|NR_025657.1 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

455348 Bacteria_16S 4242867 42427561 112 gi|219846040|ref|NR_025630.1 
marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 424342 
marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococ 
455348 Bacteria_16S 31310 31224 1 87 gi| 265679043 |ref|NR_029351.1 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

455348 Bacteria_16S 105411 105305 1 107 gi| 265678993 |ref|NR_029301.1 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermo 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae 
455348 Bacteria_16S 411494 411380 1 115 gi|265678780|ref|NR_029085.1 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
455348 Bacteria_16S 413094 412980 1 115 gi| 265678779 |ref|NR_029084.1 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
455348 Bacteria_16S 629774 629664 1 111 gi|265678631|ref|NR_028936.1 
strain CE2105 16S ribosomal RNA, partial sequence 628893 63029 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseosp 
455348 Bacteria_16S 651208 651122 1 87 gi| 265678617 |ref|NR_028922.1 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 


urinaehominis Bac 


teria; Firmicutes; 


Lactobacillales; Aerococcaceae; Aerococcus. 


Aerococcus 
651625 Aerococcus 


455348 Bacteria_16S 
pinnipedialis str 
pinnipedialis Bacteria; 
455348 Bacteria_16S 

strain 3-p 16S ri 


661609 661523 1 


Firmicutes; 
743440 743330 1 


87 


111 


bosomal RNA, partial sequence 


gi 


ain A/G14/99/10 16S ribosomal RNA, par 


Bacillales; Jeotgal 


gi 


742578 74395 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


455348 Bacteria_16S 
suicloacalis stra 
suicloacalis Bacteria; 
455348 Bacteria_16S 
ingluviei strain 
Bacteria; Firmicutes; 
455348 Bacteria_16S 
strain OS Hl 16S 
Firmicutes; Clostridia; 
455348 Bacteria_16S 
siderophilus stra 
siderophilus Bacteria; 
Thermoanaerobacter. 
455348 Bacteria_16S 
strain B1333 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
455348 Bacteria_16S 
strain Kx146A4 16 
Firmicutes; Lactobacillales; 
455348 Bacteria_16S 
strain 01-570-1 1 
Firmicutes; Lactobacillales; 
455348 Bacteria_16S 
metallireducens s 
metallireducens Bacteria; 
455348 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacteria; 
455348 Bacteria_16S 
brockii subsp. br 


772999 772913 1 


Firmicutes; 
808391 808277 1 


Lactobacillales; 
850810 850724 1 


Clostridiales; 
905507 905401 1 


Firmicutes; 


996668 996582 1 


1123929 1123815 1 


1220559 1220473 1 


1244866 1244780 1 


Firmicutes; 
1277780 1277674 1 


Proteobacteria; 
1314021 1313915 1 
ockii strain HTD4 


Thermoanaerobacterales; 
455348 Bacteria_16S 

subsp. carnosus s 
sakei subsp. carnosus Bacteria; 
455348 Bacteria_16S 
hafniense strain 
DCB-2 Bacteria; Firmicutes; Clostridia; 
455348 Bacteria_16S 1398998 1398896 1 
aurantiaca strain 
Bacteria; Gemmatimonadetes; 
455348 Bacteria_16S 
brockii subsp. la 


1327961 1327847 1 


1341640 1341554 1 


1506518 1506412 1 


Thermoanaerobacterales; 
455348 Bacteria_16S 
auripigmenti stra 
auripigmenti Bacteria; 
455348 Bacteria_16S 
strain SE3104 16S 


1693349 1693263 1 


Firmicutes; 
1851722 1851612 1 


ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


87 


107 


107 


in PPC79 16S ribosomal RNA, partial se 


KR3 16S ribosomal RNA, partial sequenc 


in SR4 16S ribosomal RNA, partial sequ 


gi 


train 853-15 16S ribosomal RNA, partia 
Clostridia; 


gi 


n JC2041 16S ribosomal RNA, partial se 
Gammaproteobacter 


gi 


16S ribosomal RNA, 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacteraceae; 


train CCUG 34545 16S ribosomal RNA, pa 
Firmicutes; 


DCB-2 16S ribosomal RNA, partial seque 


Clost 


265678608 


icoccus. 
265678551 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofus 


tis. 
219857537 
ridiales; 
219846127 


quence 


228718892 


tial seque 


1 sequence 


ia; Altero 


partial se 


ref|NR_025125.1 

1243915 12454 
Peptococcaceae; 
ref|NR_025717.1 

1276861 12782 
monadales; 
ref|NR_027577.1 
quence 131309 


0 Rhodocista pek 


2 


6 
Colwe 


ref|NR_028913.1| Jeotgalicoccus 
nce 660668 662086 Jeotgalicoccus 
ref|NR_028855.1| Rhodocista pekingensis 


ingensis Bacteria; 


Rhodospirillaceae; Rhodocista. 
87 gi|265678531|ref|NR_028835.1| Atopostipes 
quence 772034 773579 Atopostipes 
Lactobacillales; Carnobacteriaceae; Atopostipes. 
115 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
e 807412 808917 Lactobacillus ingluviei 
Lactobacillaceae; Lactobacillus. 
87 gi| 265678479 |ref|NR_028782.1| Heliorestis baculata 
849874 851358 Heliorestis baculata Bacteria; 
Heliobacteriaceae; Heliorestis. 
107 gi| 265678441 |ref|NR_028743.1| Thermoanaerobacter 
ence 904558 906118 Thermoanaerobacter 
Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
87 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
complete sequence 995703 997240 Granulicatella elegans Bacteria; 
Carnobacteriaceae; Granulicatella. 
115 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
1122944 1124463 Lactobacillus antri Bacteria; 
Lactobacillaceae; Lactobacillus. 
87 gi|219878362|ref|NR_025501.1| Allofustis seminis 


16 Allofustis seminis Bacteria; 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Thermoanaerobacter 
4 1314606 


Thermoanaerobacter. 

115 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 

rtial sequence 1326995 1328388 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

87 gi|228721140|ref|NR_027603.1| Desulfitobacterium 

nce 1340674 1342203 Desulfitobacterium hafniense 
Clostridiales; Peptococcaceae; Desulfitobacterium. 

103 gi|228715357|ref|NR_027529.1| Gemmatimonas 

nce 1398084 1399529 Gemmatimonas aurantiaca T-27 


T-27 16S ribosomal RNA, partial seque 
Gemmatimonadales; 


Gemmat imonadaceae; 
107 gi| 219846365 
somal RNA, 


87 


ribosomal RNA, partial sequence 


ctiethylicus strain SEBR 5268 16S ribo 
Thermoanerobacter brockii subsp. lactiethylicus 


Thermoanaerobacteraceae; Thermo 


gi 


in OREX-4 16S ribosomal RNA, partial s 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


455348 Bacteria_16S 
sulfidifaciens st 
sulfidifaciens Bacteria; 
455348 Bacteria_16S 
sanguinicola stra 
sanguinicola Bacteria; 
455348 Bacteria_16S 

strain TMW 1.666 16S ribosomal RNA, 
Bacteria; Firmicutes; Lactobacillales; 
455348 Bacteria_16S 1979292 1979186 1 
anilini strain An 
Bacteria; Proteob 
455348 Bacteria_16S 


1854660 1854574 1 


Firmicutes; 
1909254 1909168 1 


Firmicutes; 
1944386 1944272 1 


2040311 2040225 1 


87 


87 


115 


107 


87 


gi 


rain CCUG 44365 16S ribosomal RNA, par 
Lactobacillales; Aer 


gi 


in CCUG 43001 16S ribosomal RNA, parti 
Lactobacillales; Aer 


gi 


complete sequence 
Lactobacillaceae 


gi 


il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


gi 


Bacteria; 
an 
219878412 


1850849 18521 


paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 


aerobact 


Gemmatimonas. 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 


ref|NR_025551.1 


2039358 204086 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Desulfosporosinus 


equence 1692386 1693917 Desulfosporosinus 
Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
111 gi|219878301|ref|NR_025440.1| Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


Rhodospirillaceae; Roseospira. 

219878298 |ref|NR_025437.1| Globicatella 

tial sequence 1853726 1855215 Globicatella 
ococcaceae; Globicatella. 

219878257 |ref|NR_025396.1]| Aerococcus 

al sequence 1908318 1909816 Aerococcus 

ococcaceae; Aerococcus. 

219878232|ref|NR_025371.1| Lactobacillus frumenti 

1943398 1944958 Lactobacillus frumenti 

; Lactobacillus. 

219878209 |ref|NR_025348.1| Desulfobacterium 
1978326 1979852 Desulfobacterium anilini 
acterales; Desulfobacteraceae; Desulfobacterium. 

219878168|ref|NR_025307.1| Dolosicoccus 


7 Dolosicoccus 


455348 Bacteria_ 
pantheris strain 


pantheris Bacteri 


455348 Bacteria_ 


sulfidophilum str 
sulfidophilum Bac 
455348 Bacteria_16S 


strain CCUG 43179 
Bacteria; 
Bacteria; 


strain ATCC 43198 
Firmicutes; 


strain DSM 3670 1 
Firmicutes; 


tabacinasalis Bac 


455348 Bacteria_16S 
sulfurophilus str 


sulfurophilus Bac 


Thermoanaerobacte 
455348 Bacteria_16S 
balaenopterae str 


balaenopterae Bac 


455348 Bacteria_16S 
700631 16S riboso 


Lactobacillales; 


455348 Bacteria_16S 
oxalivorans strai 


oxalivorans Bacte 


455348 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


455348 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


455348 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


455348 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


455348 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


455348 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


455348 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


455348 Bacteria_16S 


tamworthensis str 
tamworthensis Bac 
Amaricoccus. 


455348 Bacteria_16S 


chlororespirans s 
chlororespirans B 


455348 Bacteria_16S 


thermocisternum s 
thermocisternum B 


455348 Bacteria_16S 
A8444 16S ribosomal RNA, partial seque 
Syntroph 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


455348 Bacteria_16S 


Firmicu 
455348 Bacteria_16S 
meridiei strain S 
Firmicu 
455348 Bacteria_16S 


Lacto 
455348 Bacteria_16S 


Bacil 
455348 Bacteria_16S 
tabacinasalis str 


16S 2197062 2196948 1 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; 
16S 2339634 2339548 1 87 

ain BR4 16S ribosomal RNA, 
teria; Firmicutes; Clostridia; 

2465753 2465639 1 115 
16S ribosomal RNA, 

tes; Lactobacillales; 
2548333 2548247 1 


115 gi 


gi 


gi 


87 gi 


tes; Clostridia; Clostridiales; 
2591333 2591247 1 87 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
3000817 3000731 1 87 gi 
6S ribosomal RNA, partial sequence 29 
lales; Bacillaceae; Geobacillus. 
3047847 3047761 1 87 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; 
3084107 3084001 1 107 gi 
teria; 
vs 


Firmicutes; Clostridia; 


3090082 3089996 1 87 gi 
teria; Firmicutes; Lactobacillales; 
3100549 3100463 1 87 gi 
mal RNA, partial sequence 3099595 31 
Aerococcaceae; Facklamia. 
3121578 3121492 1 

n RAOx- 
ria; Firmicutes; Bacillales; 
3123125 3123039 1 

RAOx1 
tes; Bacillales; 
3140995 3140909 1 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; 
3154713 3154627 1 87 
SM 765 
tes; Clostridia; Clostridiales; 
3174496 31743901 107 
A3 16S 
tes; Clostridia; 
3180527 3180441 1 87 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3305009 3304895 1 115 gi 


87 gi 


87 gi 
87 gi 


gi 


gi 


bacillales; Lactobacillaceae; 
3306549 3306435 1 115 gi 
bacillales; Lactobacillaceae; 
3655296 3655186 1 111 gi 
ain Benl03 16S ribosomal RNA, partial 


3685762 3685676 1 87 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; 
3764964 3764850 1 115 gi 
train ST90 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; 
3776976 3776870 1 107 gi 
acteria; Deltaproteobacteria; 
dus. 


3881703 3881597 1 107 gi 


Lactob 


complete se 
Clostri 


complete sequence 
Lactobacillaceae; 


10 16S ribosomal RNA, partial sequence 


Peptoc 


Enterococ 


Lactobacillales; Ae 
ain L-64 16S ribosomal RNA, partial se 


Thermoa 


ain M1975/96/1 16S ribosomal RNA, part 
Ca 


FS 16S ribosomal RNA, partial s 
Paenibaci 


16S ribosomal RNA, partial sequ 
Paenibacillaceae; Ane 


3140051 3141558 Gemel 
Gemel 


16S ribosomal RNA, partial sequ 
Peptoc 


ribosomal RNA, partial sequence 
Thermoanaerobacterale 


6S ribosomal RNA, partial sequence 3304055 33055 
Lactobac 


6S ribosomal RNA, partial sequence 3305595 33071 


Lactobac 


teria; Proteobacteria; Alphaproteobact 


Clost 


Clost 


219857601 
sequence 
acillaceae 
219857502 
quence 
diales; He 
219857406 
24647 
; Lactobac 
219857345 
25473 
occaceae; 
219857274 
25903 
cus. 
219846923 
99867 30013 


219846890 
sequence 
rococcacea 
219846866 
quence 
naerobacte 


219846862 
ial sequen 
rnobacteri 
219846855 
01003 Fackl 


219846841 
equence 

llaceae; A 
219846840 
ence 31221 
urinibacil 
219846828 


la 
219846819 
ence 31537 
occaceae; 

219846805 
31735 
s; Thermoa 
219846801 
31795 


219846718 


illus. 
219846717 


illus. 
219846468 
sequence 
eria; Rhod 


219846447 
sequence 
ridiales; 
219846388 
sequence 
ridiales; 
219846379 
nce 37759 
obacterale 


obac 


Pept 


Pept 


ref |NR_026482.1 
3046902 304840 
e; Facklamia. 
ref|NR_026458.1 
3083185 308466 
rales; Thermoan 


ref |NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026447.1 
amia ignava Bact 


ref |NR_026433.1 

3120644 312214 
neurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026420.1 
la bergeri Bacte 


ref|NR_026411.1 
64 3155274 Desulf 
Desulfosporosinu 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026393.1 
83 3181087 Fackla 


ref |NR_026310.1 
44 Lactobacillus 


ref|NR_026309.1 
06 Lactobacillus 


ref|NR_026060.1 
3654403 365582 
terales; Rho 


ref |NR_026038.1 
3684807 368631 
ococcaceae; 
ref|NR_025979.1 
3764125 376551 
ococcaceae; 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


219846308 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacte 


r. 


a 


ref|NR_025189.1| Lactobacillus 
2196082 2197640 Lactobacillus 
; Lactobacillus. 
ref|NR_025090.1| Heliobacterium 
2338702 2340214 Heliobacterium 
liobacteriaceae; Heliobacterium. 
ref|NR_024994.1| Lactobacillus mucosae 
63 2466330 Lactobacillus mucosae 
illus. 
ref |NR_024933.1| Desulfosporosinus 
74 2548878 Desulfosporosinus meridiei 
Desulfosporosinus. 
ref|NR_024905.1] Enterococcus cecorum 
79 2591887 Enterococcus cecorum Bacteria; 
ref|NR_026515.1| Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Facklamia 
3 Facklamia 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Granulicatella 
3 Granulicatella 
tella. 
Facklamia ignava ATCC 
eria; Firmicutes; 


Ammoniphilus 

0 Ammoniphilus 

group; Ammoniphilus. 
Ammoniphilus 

philus oxalaticus 
iphilus. 

Gemella bergeri strain 
ria; Firmicutes; 


Desulfosporosinus 
osporosinus orientis 
s. 

Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Facklamia hominis 
mia hominis Bacteria; 


, 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Amaricoccus 
6 Amaricoccus 
dobacteraceae; 


Desulfitobacterium 

3 Desulfitobacterium 
Desulfitobacterium. 
Desulfotomaculum 

6 Desulfotomaculum 
Desulfotomaculum. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


ref|NR_025898.1 
3880766 388228 


Thermoanaerobacter 
7 Thermoanaerobacter 


455348 Bacteria_16S 3932337 39322511 87 gi|219846272|ref|NR_025862.1| Granulicatella 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 3932778 Granulicatella 
adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

455348 Bacteria_16S 4078599 4078493 1 107 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
phenolicus strain LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
phenolicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

455348 Bacteria_16S 94636 94551 1 86 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

455348 Bacteria_16S 776153 776040 1 114 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

455348 Bacteria_16S 869253 869168 1 86 gi|265678466|ref|NR_028769.1| Leptotrichia 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

455348 Bacteria_16S 1565340 1565255 1 86 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

455348 Bacteria_16S 1568408 1568323 1 86 gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
strain LB23 16S ribosomal RNA, partial sequence 1567482 1568967 Leptotrichia hofstadii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

455348 Bacteria_16S 2664484 2664371 1 114 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

455348 Bacteria_16S 3064604 3064491 1 114 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

455348 Bacteria_16S 3091518 3091433 1 86 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

455348 Bacteria_16S 3666098 3666013 1 86 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 

455348 Bacteria_16S 3969240 3969127 1 114 gi|219846246|ref|NR_025836.1| Phaeospirillum fulvum 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 3968366 3969766 Phaeospirillum fulvum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Phaeospirillum. 
455348 Bacteria_16S 4117819 4117706 1 114 gi|219846139|ref|NR_025729.1| Streptococcus minor 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus minor Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

455348 Bacteria_16S 14412 14312 1 101 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

455348 Bacteria_16S 754635 754551 1 85 gi| 265678543 |ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
455348 Bacteria_16S 1304979 1304895 1 85 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

455348 Bacteria_16S 1404973 1404865 1 109 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

455348 Bacteria_16S 2250127 2250043 1 85 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

455348 Bacteria_16S 3197519 3197403 1 117 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

455348 Bacteria_16S 3288092 3288008 1 85 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 

455348 Bacteria_16S 3521332 35212201 113 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

455348 Bacteria_16S 3652241 3652138 1 104 gi|219846470|ref|NR_026062.1| Methylocaldum tepidum 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum tepidum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 

455348 Bacteria_16S 4189997 4189893 1 105 gi|219846083|ref|NR_025673.1| Schlegelella 


thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 


4189049 419056 


5 Schlegelella 


thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 


455348 Bacteria_16S 17453 17350 1 104 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

455348 Bacteria_16S 22063 21960 1 104 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

455348 Bacteria_16S 29736 29633 1 104 gi|265679044|ref|NR_029352.1| Lactobacillus 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

455348 Bacteria_16S 52460 52357 1 104 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

455348 Bacteria_16S 80954 80851 1 104 gi|265679010|ref|NR_029318.1| Listeria innocua 


strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 


455348 Bacteria_16S 414698 414595 1 104 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

455348 Bacteria_16S 474550 474447 1 104 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

455348 Bacteria_16S 476087 475984 1 104 gi| 265678734 |ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

455348 Bacteria_16S 497555 497452 1 104 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

455348 Bacteria_16S 511353 511250 1 104 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

455348 Bacteria_16S 512899 512796 1 104 gi|265678710|ref|NR_029015.1| Streptococcus 


devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 11957 513395 Streptococcus 
devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
455348 Bacteria_16S 532624 532521 1 104 gi|265678697|ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 


uo 


455348 Bacteria_16S 546399 546296 1 104 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

455348 Bacteria_16S 551071 550968 1 104 gi|265678685|ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

455348 Bacteria_16S 597790 597687 1 104 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
strain BCH 16S ribosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

455348 Bacteria_16S 609949 609846 1 104 gi| 265678645 |ref|NR_028950.1| Planomicrobium 


psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 


455348 Bacteria_16S 628295 628192 1 104 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M11 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

455348 Bacteria_16S 690402 690299 1 104 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 


strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

455348 Bacteria_16S 691954 691851 1 104 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 
455348 Bacteria_16S 703909 703806 1 104 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 
strain ThSch 12 16S ribosomal RNA, partial sequence 702960 704365 Lamprocystis purpurea Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 


455348 Bacteria_16S 717396 717293 1 104 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

455348 Bacteria_16S 734243 734144 1 100 gi| 265678559 |ref|NR_028863.1| Thiohalocapsa 


halophila strain 4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 

455348 Bacteria_16S 802256 802153 1 104 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
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Obesumbacterium 
bacterium proteus 
eae; Obesumbacterium. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 


ref|NR_025330.1 


Buttiauxella gaviniae 


strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 


455348 Bacteria_16S 
ferragutiae strai 
ferragutiae Bacte 


Buttiauxella. 


455348 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; 


johnsonii strain 
johnsonii Bacteri 


455348 Bacteria_16S 
strain TF-9 16S r 


Firmicutes; Bacil 


455348 Bacteria_16S 
DSM 4568 16S ribo 
Gammaproteobacter 
455348 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; 


ATCC 43380 16S ri 
Proteobacteria; 


NCTC 5923 16S rib 
Proteobacteria; 


strain ATCC 33638 
Bacteria; Proteob 


455348 Bacteria_16S 


pseudotuberculosi 
pseudotuberculosi 
Yersinia. 


455348 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


455348 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


455348 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


455348 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


455348 Bacteria_16S 
16S ribosomal RNA, partial sequence 2505486 25069 


strain DSM 12769 


Proteobacteria; G 


455348 Bacteria_16S 


strain ATCC 43186 
Firmicutes; Lacto 


455348 Bacteria_16S 


selangorensis str 
selangorensis Bac 


455348 Bacteria_16S 


mcmeekinii strain 
Bacteria; Firmicu 


455348 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


455348 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


455348 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


G 
455348 Bacteria_16S 
roseopersicina st 
roseopersicina Ba 
455348 Bacteria_16S 


G 
455348 Bacteria_16S 


G 
455348 Bacteria_16S 


G 
455348 Bacteria_16S 


2008729 2008626 1 104 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2 


2010288 2010185 1 104 2 


gi 
ammaproteobacteria; Enterobacteriales; 
2061967 2061864 1 104 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2083433 2083330 1 104 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2115286 2115183 1 104 gi 
ibosomal RNA, partial sequence 

lales; Planococcaceae; Planococcus. 
2121363 2121260 1 104 


1 


gi 
ia; Enterobacteriales; Enterobacteriac 
2147004 2146901 1 104 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2239470 2239367 1 104 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2240981 2240878 1 104 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2242492 2242389 1 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2244003 2243900 1 104 gi 
s strain ATCC 29833 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Gammaprote 


E 


E 


ct 


Pp 


2259308 2259205 1 104 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
2411073 2410970 1 104 gi 


oc 


ammaproteobacteria; Chromatiales; Ectoth 
2589754 2589651 1 104 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
2617587 2617484 1 104 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2622139 2622036 1 104 gi 
S23F2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Plano 
2635793 2635690 1 104 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2666046 2665943 1 104 gi 
ATCC 10556 16S ribosomal RNA, partial 

a; Firmicutes; Lactobacillales; Strept 


cu 


al 
ct 


en 


mi 


ct 


se 
oc 


se 
ia 


6S ribosomal RNA, partial sequence 2009346 20108 
E 
219878149 


te 
219878134 
se 
ac 
219857658 
2114343 21158 
219857654 
somal RNA, partial sequence 2120505 2121907 Cedec 
ea 
219857637 
2146078 21475 
se 
219857573 
2238534 22399 


219857572 
2240045 22415 
219857571 


219857570 
ob 


219857560 


219857453 
6S ribosomal RNA, partial sequence 2410156 24116 


219857275 


219857254 


219857251 


219857234 


219857213 


19878190 
quence 


; Entero 


ref |NR_025329.1 
2007792 200929 
bacteriales; En 
19878189 | ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butt 
ref |NR_025288.1 
2061023 206241 
omatiales; Chro 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref |NR_025247.1 


nterobac 


sequence 
ria; Chr 


quence 
illaceae 


ref 
ead 
ea. 

ref 


NR_025243.1 
e; Cedec 
NR_025226.1 
udomonadaceae; Pseudomon 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 
05 Yersinia 
teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 
ref|NR_025158.1 
equence 224306 
Enterobacterial 


nterobac 


nterobac 


22415 
eriales; 


artial s 
acteria; 


ref|NR_025148.1 
2258345 2259880 Strept 
cus. 


ref |NR_025041.1 


iorhodospiraceae; Alkali 
ref|NR_024906.1 
2588800 2590328 Entero 
Ss. 
ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref |NR_024881.1 


00 2622680 Planom 


sequenc 
obacilla 


ce 26212 
crobium. 
ref|NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref |NR_024841.1 

2665089 266654 
; Streptococcus. 


26348 
eriales; 


quence 
occaceae 


2695905 2695790 1 116 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 


nce 
ri 


455348 Bacteria_16S 


MA001 16S ribosom 
Bacillales; Bacil 


2698996 2698893 1 104 gi 
al RNA, partial sequence 
laceae; Bacillus. 


219857191 


219857189 
2698052 2699555 Bacillus asahii Bacteria; 


ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 


e 26950 
llales; 


t 


avisae Bacte 


Buttiauxella 
5 Buttiauxella 
erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 
aL 


auxella. 
Lamprocystis 
5 Lamprocystis 


matiaceae; Lamprocystis. 


Lactobacillus 
3 Lactobacillus 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Cedecea davisae strain 
ria; Proteobacteria; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 

Yersinia 

7 2244527 Yersinia 

es; Enterobacteriaceae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


etaproteobacteria; Burkholderiales; Tepidimonas. 
2444534 24444311 104 gi|219857423|ref|NR_025011.1| Planomicrobium 
GO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
tes; Bacillales; Planococcaceae; Planomicrobium. 
2462686 2462583 1 104 gi|219857408|ref|NR_024996.1| Raoultella planticola 
16S ribosomal RNA, partial sequence 2461740 2463175 Raoultella planticola 
acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Raoultella. 
2506421 2506319 1 104 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Paralactobacillus 
9 Paralactobacillus 
acillus. 
Planomicrobium 
icrobium mcmeekinii 


Citrobacter werkmanii 
acter werkmanii 

eae; Citrobacter. 
Streptococcus 

8 Streptococcus 


Saccharibacter 

ribacter floricola 

; Saccharibacter. 
Bacillus asahii strain 


ref |NR_024817.1 


Firmicutes; 


455348 Bacteria_16S 


kitasatonis strain JCM 1039 16S ribosomal RNA, partial 
Firmicutes; 


kitasatonis Bacteria; 
455348 Bacteria_16S 


nagasakiensis strain JCM 11223 16S ribosomal RNA, parti 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostri 


Thermaerobacter. 
455348 Bacteria_16S 


strain IFO15566 16S ribosomal RNA, partial sequence 2872057 28735 
Bacillales; 


Firmicutes; 
455348 Bacteria_16S 
marianensis strai 
marianensis Bacte 
Thermaerobacter. 
455348 Bacteria_16S 
strain GTC848 16S 
Firmicutes; Lacto 
455348 Bacteria_16S 
japonicum strain 
japonicum Bacteri 
455348 Bacteria_16S 
strain JCM1235 16 
Proteobacteria; G 
455348 Bacteria_16S 
strain JCM1237 16 
Proteobacteria; G 
455348 Bacteria_16S 
strain JCM6051 16 
Proteobacteria; G 
cloacae complex. 
455348 Bacteria_16S 
citronellolis str 
citronellolis Bac 
Pseudomonas. 
455348 Bacteria_16S 
caldus strain KU 
Proteobacteria; G 
455348 Bacteria_16S 
fornicalis strain 
fornicalis Bacteria; 
455348 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
455348 Bacteria_16S 
raffinosus strain 
raffinosus Bacteria; 
455348 Bacteria_16S 
strain DG-1 16S r 
Firmicutes; Clost 
455348 Bacteria_16S 
thoraltensis stra 
Bacteria; Firmicutes; 
455348 Bacteria_16S 

ATCC19120 16S rib 
Bacillales; Liste 
455348 Bacteria_16S 
strain ATCC 13313 
Proteobacteria; G 
455348 Bacteria_16S 
strain ATCC 29903 
Proteobacteria; G 
455348 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
455348 Bacteria_16S 
strain ATCC 15712 
Bacteria; Proteob 
455348 Bacteria_16S 
strain HK 204 16S 
Proteobacteria; G 
455348 Bacteria_16S 


ria; 


strain EN 101 16S ribosomal RNA, partial sequence 


bacillales; 


Firmicutes; 


Firmicutes; 


2705081 2704978 1 


2757514 27574111 


2873013 28729101 


Bacillaceae; 
2905084 2904981 1 


2925055 2924952 1 


ribosomal RNA, partial sequence 
Streptococcaceae; 


2932440 29323371 


ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 


2949150 2949047 1 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2950638 2950535 1 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2953637 29535341 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


2973306 2973203 1 


ain DSM 50332 16S ribosomal RNA, parti 
teria; 


Proteobacteria; 


2997713 2997602 1 


3009890 3009787 1 


TV1018 16S ribosomal RNA, partial seq 
Lactobacillales; 


3020396 3020293 1 


ribosomal RNA, partial sequence 
Deinococci; 


3024982 3024879 1 


1789-79 16S ribosomal RNA, partial se 
Lactobacillales; 


3203439 3203336 1 


ibosomal RNA, partial sequence 


ridia; Clostridiales; Veillonellaceae; 


3217016 3216913 1 


in S69 16S ribosomal RNA, partial sequ 
Lactobacillales; 


3245929 3245826 1 


osomal RNA, partial sequence 
riaceae; 


Listeria. 
3271390 3271287 1 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


3272928 3272825 1 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


3361337 3361234 1 


DSM 20408 16S ribosomal RNA, partial 
Firmicutes; 


Bacill 
3667591 3667488 1 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


3669096 3668993 1 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


3670603 3670500 1 


Clostridia; 


Thermales; 


n 7p75a 16S ribosomal RNA, partial seq 
Firmicutes; 


104 gi|219857185|ref|NR_024813.1| Lactobacillus 
sequence 2704122 2705627 Lactobacillus 
Lactobacillales; Lactobacillaceae; Lactobacillus. 
104 gi|219857148|ref|NR_024776.1| Thermaerobacter 
al sequence 2756546 2758056 Thermaerobacter 
diales; Clostridiales Family XVII. Incertae Sedis; 
104 gi|219856876|ref|NR_024695.1| Bacillus niacini 
82 Bacillus niacini Bacteria; 
Bacillus. 
104 gi|219856853|ref|NR_024672.1| Thermaerobacter 


uence 2904128 2905615 Thermaerobacter 
Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
104 gi|219856840|ref|NR_024659.1| Streptococcus peroris 


2924131 29254 


69 Streptococcus 


peroris Bacteria; 


Streptococcus. 
104 gi|219856835|ref|NR_024654.1| Pseudospirillum 
sequence 2931509 2932967 Pseudospirillum 
; Oceanospirillales; Pseudospirillum. 
104 gi|219856824|ref|NR_024643.1| Enterobacter aerogenes 
2948221 2949658 Enterobacter aerogenes Bacteria; 
Enterobacteriaceae; Enterobacter. 
104 gi|219856823|ref|NR_024642.1| Enterobacter amnigenus 
2949709 2951157 Enterobacter amnigenus Bacteria; 
Enterobacteriaceae; Enterobacter. 
104 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
2952708 2954129 Enterobacter asburiae Bacteria; 
Enterobacteriaceae; Enterobacter; Enterobacter 
104 gi|219846941|ref|NR_026533.1| Pseudomonas 
al sequence 2972376 2973885 Pseudomonas 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
112 gi|219846925|ref|NR_026517.1| Acidithiobacillus 


104 gi 
Lacto 
104 gi 


Thermaceae; 
104 gi 


Enter 


104 gi 


104 gi 


Streptococcaceae 


104 gi 


104 gi 


104 gi 


104 gi 
ales; Bacillacea 
104 gi 


104 gi 


16S ribosomal RNA, partial sequence 2996783 29982 
ammaproteobacteria; Acidithiobacillale 


S; 
219846917 
uence 


219846910 


3019481 30209 


Thermus. 
219846907 
quence 
oc 
219846786 


3202501 32039 
poromusa 


s 
219846776 
ence 32160 
; Streptoc 
219846757 


3244997 32464 


219846740 
32704 
Enterobac 
219846739 
32719 
Enterobac 
219846676 
sequence 

e; Marinoc 
219846459 
36666 
cteriales; 
219846458 


3668184 36696 


Enterobac 


104 gi 


219846457 


Acidith 


bacillacea 


occaceae 


iobacillaceae; 
ref|NR_026509.1 
3008942 301036 
e; Lactobacillus 
ref|NR_026502.1 


ref|NR_026499.1 

3024035 302545 
; Enterococcus. 
ref|NR_026378.1 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026349.1 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 
ref|NR_026268.1 

3360383 336190 
occus. 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026049.1 


teriaceae; Erwin 


42 Acidithiobacillus caldus Bacteria; 
Acidithiobacillus. 


Lactobacillus 
2 Lactobacillus 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Enterococcus 
9 Enterococcus 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Streptococcus 
ococcus thoraltensis 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Marinococcus 

2 Marinococcus 


Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 


ref|NR_026048.1 


Brenneria nigrifluens 


3669690 3671145 Brenneria nigrifluens Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Brenneria. 


455348 Bacteria_16S 3672110 3672007 1 104 gi|219846456|ref|NR_026047.1| Pectobacterium 
wasabiae strain SR91 16S ribosomal RNA, partial sequence 3671196 3672653 Pectobacterium wasabiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pectobacterium. 
455348 Bacteria_16S 3673619 3673516 1 104 gi|219846455|ref|NR_026046.1| Pectobacterium 
betavasculorum strain ATCC 43762 16S ribosomal RNA, partial sequence 3672704 3674161 Pectobacterium 
betavasculorum Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Pectobacterium. 

455348 Bacteria_16S 3723432 3723329 1 104 gi|219846419|ref|NR_026010.1| Bacillus 
sporothermodurans strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

455348 Bacteria_16S 3877073 3876974 1 100 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

455348 Bacteria_16S 3878593 3878490 1 104 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

455348 Bacteria_16S 4081728 4081625 1 104 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

455348 Bacteria_16S 4131531 4131428 1 104 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

455348 Bacteria_16S 89965 89859 1 107 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

455348 Bacteria_16S 100812 100726 1 87 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

455348 Bacteria_16S 250717 250631 1 87 gi|265678895|ref|NR_029203.1| Amaricoccus veronensis 


strain Benl02 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


455348 Bacteria_ 


kaplicensis strai 
kaplicensis Bacte 


Amaricoccus. 
455348 Bacteria_ 


delbrueckii subsp. 


Lactobaci 
Lactobacillus. 
455348 Bacteria_ 


multivorans strai 
Firmicu 


Bacteria; 
455348 Bacteria_ 


salivarius strain 
salivarius Bacter 


455348 Bacteria_ 


thermophila strai 
Proteob 


Bacteria; 
455348 Bacteria_ 


ryukyuensis strai 
ryukyuensis Bacte 
455348 Bacteria_16S 
milosensis strain 
Firmicu 
455348 Bacteria_16S 


Bacteria; 


paracasei subsp. 
paracasei subsp. 


455348 Bacteria_16S 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, 

galactosidilyticus Bacteria; Firmicutes; Bacillales; Ba 
455348 Bacteria_16S 
karajensis strain 
Firmicu 
455348 Bacteria_16S 


Bacteria; 


strain DSM 10404 
Bacteria; 


strain m2661/98/1 
Firmicutes; 


strain BM5 16S ri 


Firmicu 
455348 Bacteria_16S 


Lacto 
455348 Bacteria_16S 


ribosomal RNA, partial sequence 
16S 253674 253588 1 87 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
16S 380695 380609 1 87 gi 
indicus strain NCC725 16S ribosomal 
llus delbrueckii subsp. 
16S 396004 395918 1 87 gi 
n 28-1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Tenuibac 
16S 933413 933299 1 115 gi 
HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
16S 1030056 1029950 1 107 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
16S 1056006 1055920 1 87 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 
1441738 1441652 1 87 gi 
SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1509646 1509532 1 115 gi 
paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
1652131 1652045 1 87 gi 


1702671 1702585 1 87 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
1824270 1824184 1 87 gi 
16S ribosomal RNA, complete sequence 

tes; Bacillales; Bacillaceae; Halobaci 
1961119 1961033 1 87 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Vagococcu 


indicus Bacteria; 


A, 


pa 
ci 


249819 25124 


265678791 
ence 39505 
illus. 

265678423 
uence 

bacillacea 
265678358 
nce 10291 
hales; Pis 
265678340 
uence 

ae; Parali 
224581427 


ence 14407 


llus. 

219846290 
partial 
acillales; 
219878441 
rtial se 
llaceae; 
219878406 
nce 17017 
llus. 

219878320 
18233 
llus. 

219878221 
19601 
Ss. 


1967185 1967084 1 102 gi 
bosomal RNA, partial sequence 


219878217 


Firmicutes; 


ref|NR_029096.1 
0 396528 Tenuib 


ref|NR_028725.1 

932436 934005 
e; L 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref|NR_028642.1 

1055053 105655 
obacillus. 
ref|NR_027209.1 
88 1442278 Filoba 


ref 
seq 
Lac 

ref 

quen 


NR_025880.1 
uence 150868 
tobacillacea 
NR_025580.1 
ce 165119 
Bacillus. 
ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025459.1 
01 1824836 Haloba 


ref|NR_025360.1 
67 1961603 Vagoco 


Lactobacillales; 


actobacillus. 


9 Amaricoccus veronensis Bacteria; 


hodobacteraceae; Amaricoccus. 

265678893 |ref|NR_029201.1| Amaricoccus 
quence 252777 254201 Amaricoccus 
ia; Rhodobacterales; Rhodobacteraceae; 
265678801|ref|NR_029106.1| Lactobacillus 
RNA, partial sequence 379741 381255 


Lactobacillaceae; 


Tenuibacillus 
acillus multivorans 


Lactobacillus 
Lactobacillus 


Thiomicrospira 

crospira thermophila 

; Thiomicrospira. 
Paraliobacillus 

2 Paraliobacillus 


Filobacillus 
cillus milosensis 


Lactobacillus 

4 1510205 Lactobacillus 
e; Lactobacillus. 
Bacillus 

2 1652677 Bacillus 


Halobacillus 
cillus karajensis 


Halobacillus trueperi 
cillus trueperi 


Vagococcus fessus 
ccus fessus Bacteria; 


ref |NR_025356.1 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 


Thiocapsa litoralis 


1966261 1967704 Thiocapsa litoralis Bacteria; 


455348 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


2038751 2038665 1 


87 


gi|219878169 


16S ribosomal RNA, partial sequence 2037802 20393 
lales; Bacillaceae; Virgibacillus. 


ref|NR_025308.1 
07 Virgibacillus 


Virgibacillus proomii 
proomii Bacteria; 


455348 Bacteria_16S 2119894 2119808 1 87 gi|219857655|ref|NR_025244.1| Halobacillus salinus 
strain HSL-3 16S ribosomal RNA, partial sequence 2118933 2120454 Halobacillus salinus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

455348 Bacteria_16S 2127475 2127372 1 104 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 


microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalispira. 


455348 Bacteria_16S 


2338085 2337999 1 


87 


strain BG29 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 


455348 Bacteria_16S 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; 
455348 Bacteria_16S 


ridia; Clostridiales; 
2354778 2354676 1 


2382140 2382054 1 


Heliobacteriaceae; 


103 


87 


strain YKJ-10 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


455348 Bacteria_16S 


lales; Bacillaceae; 
2450632 2450546 1 


Bacillus. 


87 


gi| 219857503 
2337153 23386 
Helioba 
219857491 
23538 


gi 


Syntrophobacterale 


gi| 219857472 
2381197 23827 


gi|219857419 


strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 24511 


ref|NR_025091.1 
cterium. 
ref|NR_025079.1 
08 2355330 Desul 
S; 


ref|NR_025060.1 


ref|NR_025007.1 


£ 
Syntrophaceae 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Desulfomonile 

omonile limimaris 

; Desulfomonile. 
Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Laceyella putida 


92 Laceyella putida Bacteria; 


Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 

455348 Bacteria_16S 2452183 2452097 1 87 gi|219857418|ref|NR_025006.1| Seinonella 
peptonophila strain KCTC 9740 16S ribosomal RNA, partial sequence 2451243 2452743 Seinonella 
peptonophila Bacteria; Firmicutes; Bacillales; Thermoactinomycetaceae; Seinonella. 

455348 Bacteria_16S 2592907 2592821 1 87 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

455348 Bacteria_16S 2673587 2673473 1 115 gi|219857207|ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

455348 Bacteria_16S 2869856 2869770 1 87 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
455348 Bacteria_16S 2877760 2877674 1 87 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

455348 Bacteria_16S 2880890 2880804 1 87 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 


strain JCM9731 16 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


S ribosomal RNA, partial sequence 


lales; Bacillaceae; 
2964179 2964093 1 


Bacillus. 


87 


ribosomal RNA, partial sequence 


bacillales; 


Streptococcaceae; 


2879945 28814 


gi|219856814 
2963222 29647 


Streptococcus. 


ref|NR_024633.1 
20 Streptococcus 


48 Bacillus carboniphilus Bacteria; 


Streptococcus canis 
canis Bacteria; 


455348 Bacteria_16S 3038689 3038603 1 87 gi| 219846897 |ref|NR_026489.1| Vagococcus fluvialis 
strain M-29c 16S ribosomal RNA, partial sequence 3037737 3039205 Vagococcus fluvialis Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

455348 Bacteria_16S 3070457 3070371 1 87 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 


strain ml1134/97/1 


16S ribosomal RNA, partial sequence 


30695 


11 3070973 Vagoco 


ccus lutrae Bacteria; 


Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

455348 Bacteria_16S 3156301 3156187 1 115 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
455348 Bacteria_16S 3165397 3165283 1 115 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

455348 Bacteria_16S 3269822 3269716 1 107 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 


strain Feox-1 16S 
Proteobacteria; B 


455348 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


455348 Bacteria_16S 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


strain Anox B 16S 
Proteobacteria; B 


455348 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


455348 Bacteria_16S 
strain NCIMB 1493 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 


ribosomal RNA, 
3362904 3362818 1 


lales; Bacillaceae; 
3542784 3542698 1 


lales; Bacillaceae; 
3590043 3589937 1 
3609933 3609847 1 


lales; Planococcaceae; 
3611414 3611328 1 


lales; Planococcaceae; 


complete sequence 
etaproteobacteria; Burkholderiales; Leptothrix. 


87 


87 


107 


87 


Planococcus. 
87 


Planococcus. 


3268876 32703 


gi|219846675 


16S ribosomal RNA, partial sequence 3361953 33634 
Salimicrobium. 


gi|219846548 


6S ribosomal RNA, partial sequence 3541838 35433 
Bacillus. 


gi|219846516 
3589120 35906 
Ideonella. 

gi|219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


ref |NR_026267.1 


ref|NR_026140.1 


ref 


NR_026108.1 


ref|NR_026091.1 


gi| 219846498 


ref|NR_026090.1 


41 Salimicrobium 


96 Leptothrix mobilis Bacteria; 


Salimicrobium album 
album Bacteria; 


Bacillus clausii 


42 Bacillus clausii Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 


3610451 3611882 Planococcus citreus Bacteria; 


455348 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


455348 Bacteria_16S 


strain SS-1 16S r 
Proteobacteria; B 


455348 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


455348 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


455348 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


455348 Bacteria_16S 


strain ATH 2.2.1 
Proteobacteria; B 


455348 Bacteria_16S 


strain ATCC 15466 
Proteobacteria; B 


455348 Bacteria_16S 


R-7190 16S riboso: 
Bacillales; Bacil 


455348 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain PAT 05 16S 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain 1843-02 16 
Firmicutes; Lacto 


455348 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


455348 Bacteria_16S 


sphaeroides strai 
sphaeroides Bacte 
Rhodobacter. 


455348 Bacteria_16S 


strain 124-2 16S 
Firmicutes; Lacto 


455348 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


455348 Bacteria_16S 


strain A3 16S rib 
Proteobacteria; A 


455348 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


455348 Bacteria_16S 


coryniformis subs 


etaproteobacteria; Burkholderiales; Lept 
3897282 3897196 1 87 gi 
X-1 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Enterococcaceae; T 


ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
4133105 4133019 1 87 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 


gi 


othrix. 
219846297 


219846125 
4132144 41336 


4171668 4171582 1 87 

S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcus. 
54064 53951 1 114 gi 


gi 


Bacteria; Firmicutes; 
233624 233539 1 


Clostridia; 


86 gi 


344866 344781 1 86 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
350806 350721 1 86 


gi 


gi 


ia; Rhodobacterales; Rhodobacteraceae; 


p. torquens strain 30 16S ribosomal RNA, 


219846099 
4170715 41722 


265679028 
strain CAMZ 16S ribosomal RNA, partial sequence 
Clostridiales; 
265678907 
n 2.4.1 16S ribosomal RNA, partial sequence 

ria; Proteobacteria; Alphaproteobacteria; 


265678828 
343905 34542 
Lactobacillus. 

265678824 


ref 


ref 


ref 


ref 


53088 


ref 


ref 


ref 


complete sequence 


NR_025887.1 
3896331 3897842 Tetrag 
etragenococcus. 


NR_025715.1 
65 Halobacillus 


NR_025689.1 
27 Vagococcus carniphilus Bacteria; 


NR_029336.1 
54587 
Peptococcaceae 
NR_029215.1 
232719 23418 
Rhodobacterales; Rhodo 
NR_029133.1 
3 Lactobacillus 


NR_029129.1 
somal RNA, partial sequence 349928 351312 Paracoccus kocurii B 
Paracoccus. 


77 Bacillus firmus Bacteria; 


4 


a 


3830101 3830015 1 87 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
bosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

3854191 3854085 1 107 gi|219846326|ref|NR_025916.1| Leptothrix discophora 
ibosomal RNA, partial sequence 3853246 3854730 Leptothrix discophora Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Planomicrobium 
2 Planomicrobium 


Bacillus firmus strain 
Firmicutes; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Thiomonas intermedia 
nas intermedia Bacteria; 


Bacillus fordii strain 


ria; Firmicutes; 


Bacillus farraginis 


3930793 3930707 1 87 gi|219846274|ref|NR_025864.1 
in IFO 12536 16S ribosomal RNA, partial sequence 3929851 393132 
eria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

3960237 3960151 1 87 gi| 219846252 |ref|NR_025842.1 
osomal RNA, partial sequence 3959295 39607 
laceae; Bacillus. 

3961755 3961649 1 107 gi| 219846251 |ref|NR_025841.1 
16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Rubrivivax. 

4037903 4037797 1 107 gi|219846198|ref|NR_025788.1 

16S ribosomal RNA, partial sequence 4037001 4038390 Thiomo 
etaproteobacteria; Burkholderiales; Thiomonas. 

4040925 4040839 1 87 gi|219846196|ref|NR_025786.1 
mal RNA, partial sequence 4039998 4041459 Bacillus fordii Bacte 
laceae; Bacillus. 

4042383 4042297 1 87 gi|219846195|ref|NR_025785.1 

ribosomal RNA, partial sequence 4041510 4042925 Bacillus farraginis Bacteria; 
lales; Bacillaceae; Bacillus. 

4102732 4102646 1 87 gi|219846151|ref|NR_025741.1 


Bacillus patagoniensis 


4101786 4103187 Bacillus patagoniensis Bacteria; 


Halobacillus locisalis 


locisalis Bacteria; 


Vagococcus carniphilus 


Desulfotomaculum 
Desulfotomaculum 
; Desulfotomaculum. 
Rhodobacter 
Rhodobacter 
bacteraceae; 


Lactobacillus pentosus 
pentosus Bacteria; 


Paracoccus kocurii 
cteria; Proteobacteria; 


365600 365515 1 86 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
osomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

483620 483535 1 86 gi| 265678729 |ref|NR_029034.1| Dethiosulfovibrio 
train sr15 16S ribosomal RNA, partial sequence 482698 484170 Dethiosulfovibrio 
acteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

508395 508310 1 86 gi|265678713|ref|NR_029018.1| Lactobacillus 


507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


455348 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


455348 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


455348 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


Lactobacillus. 

543331 543218 1 
osomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 
930276 930191 1 86 gi 
ribosomal RNA, partial sequence 


114 gi 


1033142 1033057 1 86 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; 


455348 Bacteria_16S 
desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 
desulfuricans Bacteria; 


1059080 1058967 1 114 


gi 


Deferribacteres; 


265678690 
542382 54390 


265678356 
sequence 

Lactobacillaceae; 

265678338 


Deferribacterales; 


ref 


ref 


ref 


ref 


Deferribacteraceae; 


NR_028995.1 
0 Deferribacter 
Deferribacter. 
265678425 
929371 93083 


NR_028727.1 
3 Ruegeria pomeroyi Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 
NR_028658.1 
1032165 103372 
Lactobacillu 
NR_028640.1 
1058138 1059573 Deferribacter 


Deferribacter abyssi 
abyssi Bacteria; 


Ruegeria pomeroyi 


Lactobacillus 
0 Lactobacillus 
Ss. 

Deferribacter 


Deferribacter. 


455348 Bacteria_16S 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
455348 Bacteria_16S 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stell 


Alphaproteobacter 


455348 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


455348 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


455348 Bacteria_16S 


doebereinerae str 
doebereinerae Bac 
Azospirillum. 


455348 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


455348 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


455348 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


455348 Bacteria_16S 


strain Z-2189 16S 
Firmicutes; Clost 


455348 Bacteria_16S 


strain SCH-89 16S 
Proteobacteria; A 


455348 Bacteria_16S 


strain MHS-2 16S 
Proteobacteria; A 


455348 Bacteria_16S 


strain Nl 16S rib 
Proteobacteria; A 


455348 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


455348 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


455348 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


455348 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


455348 Bacteria_16S 
6S ribosomal RNA, partial sequence 3284145 32856 


strain DSM 1030 1 
Firmicutes; Clost 


455348 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


455348 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


455348 Bacteria_16S 


hominis strain 65 
Bacteria; Proteob 


455348 Bacteria_16S 


sulfidophilum str 
Bacteria; Proteob 


455348 Bacteria_16S 


strain MB-G2 16S 
Proteobacteria; A 


455348 Bacteria_16S 


1647587 1647502 1 86 gi 


1649084 1648999 1 86 gi 
ia; Rhodospirillales; Acetobacteraceae 
1815036 1814923 1 114 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1841035 1840950 1 86 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1970092 1970007 1 86 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


2071104 2071019 1 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2153062 2152977 1 86 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


86 gi 


2351715 2351630 1 86 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2467328 2467215 1 114 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
2536722 2536609 1 114 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2540815 2540702 1 114 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
3109441 3109356 1 86 gi 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3277467 3277354 1 114 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3280495 3280382 1 114 gi 


ridia; Clostridiales; Eubacteriaceae; 

3282014 3281901 1 114 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283538 3283425 1 114 gi 


DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285063 3284950 1 114 gi 


ridia; Clostridiales; Eubacteriaceae; 
3580706 3580593 1 114 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


3678256 3678143 1 114 


gi 


in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3828607 3828523 1 85 gi 


73 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Cardioba 
3954277 3954192 1 86 gi 
ain W4 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhodobac 
3955716 3955631 1 86 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 


1814099 18155 


2466381 24678 


2535834 25371 


2539981 25412 


3108566 31099 


6S ribosomal RNA, partial sequence 3279583 32810 


3954838 39562 


219878444 


Acetobacte 
219878443 
; Stella. 
219878326 


anthomonad 
219878308 
al sequenc 
ctobacilla 
219878215 
equence 

eria; Rhod 


219878143 
uence 
cillaceae; 
219857633 
equence 
ria; Rhodo 


219857493 

23507 

nergistace 
219857405 


Clostridiu 
219857353 


yphomonada 
219857350 


yphomonada 
219846849 


hodobacter 
219846736 
equence 

les; Eubac 
219846734 


Acetobacte 
219846733 
sequence 
iales; Eub 
219846732 

quence 
es; Eubact 
219846731 


Acetobacte 
219846522 
1 sequence 
bacteria; 


219846452 
uence 

es; Deferr 
219846344 
38276 
cteriales; 
219846256 
ence 39533 
terales; R 
219846255 


hodobacter 


3977974 3977890 1 85 gi 


ref|NR_025583.1] Stella vacuolata 

52 Stella vacuolata Bacteria; 

raceae; Stella. 

ref|NR_025582.1| Stella humosa strain 


a humosa Bacteria; Proteobacteria; 
ref|NR_025465.1| Fulvimonas soli strain 
95 Fulvimonas soli Bacteria; 
aceae; Fulvimonas. 
ref|NR_025447.1| Lactobacillus 
e 1840072 1841573 Lactobacillus 
ceae; Lactobacillus. 
ref|NR_025354.1| Azospirillum 
1969231 1970533 Azospirillum 


ospirillales; Rhodospirillaceae; 


Thermobacillus 
8 Thermobacillus 


ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref |NR_025222.1 
2152193 215360 
bacterales; Rhod 


Albidovulum 
1 Albidovulum 
obacteraceae; 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfovibrio. 
ref|NR_024993.1| Clostridium fimetarium 
77 Clostridium fimetarium Bacteria; 
m. 
ref|NR_024941.1| Hyphomonas oceanitis 
42 Hyphomonas oceanitis Bacteria; 
ceae; Hyphomonas 
ref |NR_024938.1| Hyphomonas johnsonii 
81 Hyphomonas johnsonii Bacteria; 
ceae; Hyphomonas 
ref|NR_026441.1| Rhodovulum iodosum 
80 Rhodovulum iodosum Bacteria; 
aceae; Rhodovulum. 
ref |NR_026328.1| Acetobacterium 
3276555 3278023 Acetobacterium 
teriaceae; Acetobacterium. 
ref |NR_026326.1| Acetobacterium malicum 
51 Acetobacterium malicum Bacteria; 
rium. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026324.1 
3282621 328409 
eriaceae; Acetobacterium. 
ref |NR_026323.1| Acetobacterium woodii 
19 Acetobacterium woodii Bacteria; 
rium. 
ref|NR_026114.1 
3579840 358126 
Rhodospirillales 


Dethiosulfovibrio 
sulfovibrio marinus 


Acetobacterium 
0 Acetobacterium 
tobacterium. 

Acetobacterium 
4 Acetobacterium 


Roseococcus 
5 Roseococcus 
; Acetobacteraceae; 
ref|NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref|NR_025934.1 
53 3829122 Cardio 

Cardiobacteriac 
ref|NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; Rhodovulum. 
ref|NR_025845.1| Rhodovulum strictum 
24 Rhodovulum strictum Bacteria; 
aceae; Rhodovulum. 


Deferribacter 
5 Deferribacter 
ferribacter. 
Cardiobacterium 
bacterium hominis 
eae; Cardiobacterium. 
Rhodovulum 
ulum sulfidophilum 


219846240 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 
centenum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Rhodospirillum. 


ref |NR_025830.1| Rhodospirillum 
3977072 3978386 Rhodospirillum 


455348 Bacteria_16S 
thermobenzoicum s 


4230851 4230738 1 114 gi 
ubsp. thermosyntrophicum strain TPO 16 


219846048 
S ribosoma 


ref 
1 RN 


NR_025638.1 


A, partial s 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Peptococcaceae; Desulfotomaculum. 

455348 Bacteria_16S 125284 125200 1 85 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

455348 Bacteria_16S 142018 141906 1 113 gi| 265678968 |ref|NR_029276.1| Desulfuromusa 
succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 141109 142543 Desulfuromusa 


succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 
Desulfuromusa. 

455348 Bacteria_16S 143502 143390 1 113 gi| 265678967 |ref|NR_029275.1 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 144031 Desulfuromusa 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Des 
455348 Bacteria_16S 258170 258086 1 85 gi|265678890|ref|NR_029198.1 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella 
455348 Bacteria_16S 308143 308059 1 85 gi| 265678855 |ref|NR_029161.1 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 30872 


Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 

Moorella glycerini 


glycerini Bacteria; 


group; Moorella. 
Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

455348 Bacteria_16S 332616 332532 1 85 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

455348 Bacteria_16S 370106 370006 1 101 gi|265678808|ref|NR_029113.1]| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 


anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 
Halomonas. 

455348 Bacteria_16S 419212 419112 1 101 gi|265678775|ref|NR_029080.1 
strain LCl 16S ribosomal RNA, partial sequence 418286 41972 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
455348 Bacteria_16S 491458 491358 1 101 gi|265678724|ref|NR_029029.1 
strain G-16.1 16S ribosomal RNA, partial sequence 490502 49197 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 
455348 Bacteria_16S 499126 499042 1 85 gi| 265678719 |ref|NR_029024.1 
defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrog 


alomonadaceae; 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Ss. 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 
s. 


Hydrogenophaga 
enophaga defluvii 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
455348 Bacteria_16S 500678 500594 1 85 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 
strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenopha 
455348 Bacteria_16S 529649 529565 1 85 gi|265678699|ref|NR_029004.1 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 53019 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
455348 Bacteria_16S 534179 534095 1 85 gi|265678696|ref|NR_029001.1 
strain K11 16S ribosomal RNA, partial sequence 533233 53475 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 
455348 Bacteria_16S 549461 549377 1 85 gi| 265678686 |ref|NR_028991.1 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 55004 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
455348 Bacteria_16S 576810 576726 1 85 gi 
valerianellae strain CFBP 4730 16S ribosomal RNA, parti 
valerianellae Bacteria; Proteobacteria; Betaproteobacte 
455348 Bacteria_16S 603886 603774 2 114 gi 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovi 
455348 Bacteria_16S 605331 605231 1 101 gi 
impatiens strain EL-105 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
Saccharospirillum. 
455348 Bacteria_16S 
H 1 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 
455348 Bacteria_16S 795994 795910 1 85 gi 
ferriphilum strain P3a 16S ribosomal RNA, partial seque 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; L 
455348 Bacteria_16S 806776 806670 1 107 gi 
thermophilum strain 7 16S ribosomal RNA, partial sequen 
thermophilum Bacteria; Thermodesulfobacteria; Thermodes 
Thermodesulfobacterium. 

455348 Bacteria_16S 829764 829680 1 85 gi 
strain ATCC 43541 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 


ria; 


brio. 
ence 
iriii 


643586 643502 1 85 gi 


642624 644123 
nce 
eptos 


ce 
ulfob 


Sele 


Sporomusa 
265678668 
al sequenc 


265678649 


265678648 


265678622 


265678515 


265678508 


265678493 


ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028954.1 
5 604369 Thermo 


Burkh 


60290 


ref |NR_028953.1 
0 605869 Saccha 
Saccharospirill 


60442 
ales; 


ref 
musa 


NR_028927.1 
Sporo ovata Bacte 
ref |NR_028818.1 
0 796555 Leptos 
lum. 
ref |NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


79504 
piril 


80584 
acter 


ga. 
Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Sporomusa aerivorans 


4 Sporomusa aerivorans Bacteria; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Thermovibrio ruber 
vibrio ruber Bacteria; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Sporomusa ovata strain 
ria; Firmicutes; 


Leptospirillum 
pirillum ferriphilum 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


ref |NR_028796.1 
828783 830273 Seleno: 
nomonas. 


Selenomonas noxia 
monas noxia Bacteria; 


455348 Bacteria_16S 


strain 2 16S ribo 
Proteobacteria; B 


455348 Bacteria_16S 


pseudoflava strai 
Bacteria; Proteob 


455348 Bacteria_16S 


strain PHL 16S ri 
Proteobacteria; B 


455348 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


455348 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


455348 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


455348 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


455348 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


455348 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 
Carboxydibrachium 


455348 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


455348 Bacteria_16S 
DSM 14365 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


455348 Bacteria_16S 


hydrothermalis st 


hydrothermalis Bacteria; 


Halomonas. 


455348 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; 


strain Eplumel 16 
Proteobacteria; 


strain Esulfidel 
Proteobacteria; 


radiopugnans ATCC 
19172 Bacteria; 


lactoaceticus 6A 
Bacteria; 
Sedis; Caldicellu 


455348 Bacteria_16S 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


455348 Bacteria_16S 


subsp. ureaphilum 
facile subsp. ure 
Hyphomicrobium. 


455348 Bacteria_16S 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; 
Incertae Sedis; Caldicellulosiruptor. 


kristjanssonii 17 
kristjanssonii 17 
Family III. 
455348 Bacteria_1 
naphthalenivorans 
CJ2 Bacteria; 


Gammaproteobacteria; Oceanospirillales; 
455348 Bacteria_16S 


Gammaproteobacteria; Oceanospirillales; 
455348 Bacteria_16S 


aphilum Bacteria; Proteobacteria; Alph 


Proteobacteria; Betaproteobacteria; Burkh 


bosomal RNA, partial sequence 


1050058 1049946 2 114 


gi 
cteria; Aquificae; Aquificales; Desulf 
1194955 11948711 85 gi 
53 16S ribosomal RNA, partial sequence 


acteria; Deltaproteobacteria; Myxococc 
1211654 12115541 101 gi 
rain Slthf2 16S ribosomal RNA, partial 


Proteobacteria; Gammaproteobac 


1213131,.1213031 1 
ribosomal RNA, 


101 
partial sequence 


gi 


1214624 12145241 101 
S ribosomal RNA, partial sequence 


gi 


1216104 1216004 1 101 gi 


1259789 1259705 1 85 gi 
Deinoc 


gi 


Deinococci; 
1301869 1301785 1 85 
Clostridia; Thermoanaerobacterale 
losiruptor. 

1309469 1309385 1 


Ss; 


85 gi 


1310942 1310858 1 85 gi 
strain IFAM CO-582 16S ribosomal RNA, 


1324887 1324803 1 85 gi 


Firmicutes; Clostridia; 


6S 1376587 1376503 1 85 gi 
CJ2 16S ribosomal RNA, partial sequence 


455348 Bacteria_1 


6S 1432463 1432379 1 85 gi 


1036784 10382 
etaproteobacteria; Burkholderiales; Comamonadace 
265678345 
rain 17S 16S ribosomal RNA, partial sequence 

urobacteri 
228715634 


ales; 
224581438 

sequence 
teria; 


224581437 
1212209 1 
Halomonad 
224581436 
1213697 1 
Halomonad 
224581404 
16S ribosomal RNA, partial sequence 1215201 12166 
Gammaproteobacteria; Oceanospirillales; 
455348 Bacteria_16S 


Halomonad 
219846811 
19172 16S ribosomal RNA, partial sequence 12588 
Deinococcus-Thermus; 
455348 Bacteria_16S 


occales; 
219846639 
16S ribosomal RNA, partial sequence 1300923 13024 
Firmicutes; 


228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


219878140 


sequence 
Thermoana 


228717818 


olderiales 
224581434 


11940 


Oce 


2136 


2151 


D 


13756 


, 


944232 944148 1 85 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
somal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

945795 945711 1 85 gi|265678415|ref|NR_028717.1| Hydrogenophaga 
n GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

948921 948837 1 85 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
bosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

950482 950398 1 85 gi| 265678412 |ref|NR_028714.1| Acidovorax delafieldii 
bosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

952041 951957 1 85 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
bosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

1027052 1026968 1 85 gi|265678360|ref|NR_028662.1| Desulfobacca 
n ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
ria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 

1037736 1037652 1 85 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


ae; 


ref 


ref 


Nannocys 


ref 


1210750 121215 
anos 


ref 


ref 


ref 


ref 


78 1260346 Deinoc 
eino 


ref 


ref 


ence 
ria; 


ref 


eque 
teri 


ref 


1323941 13254 
erob 


ref 


ref 


1049100 10505 
aceae; 


Co: 


Curvibacter 
NR_028647.1 
8 
uw 


Balneari 
NR_027536.1 


tineae; Hali 
NR_027220.1 


pirillales; 
NR_027219.1 


e; Halomonas 
NR_027218.1 


e; Halomonas 
NR_027185.1 


e; Halomonas 
NR_026403.1 


coccaceae; D 
NR_026231.1 


obacterales 


NR_027611.1 
130859 
Rhizobiales 


NR_027610.1 
nce 131006 
a; Rhizobial 


NR_025279.1 
4 


acterales; 


NR_027567.1 


Balnearium 

0 Balnearium 

m. 
Carboxydibrachium 


29 1195514 Carboxydibrachium pacificum 


a; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
1198068 1197984 1 85 gi|228715504|ref|NR_027534.1| Ramlibacter 
310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
1210159 1210051 1 109 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
1209193 1210699 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Halomonas 

8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
acea 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
acea 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 
acea 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 
Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 
Thermoanaer 


Family III. Incertae 
Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 
Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 


Thermoanaerobacterales 


Polaromonas 


65 1377116 Polaromonas naphthalenivorans 
mamonadaceae 


; Polaromonas. 


NR_027216.1 


Leptospirillum 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


455348 Bacteria_ 


denitrificans str 
denitrificans K60 


Alicycliphilus. 
455348 Bacteria_ 


strain B8 16S rib 
B 


Proteobacteria; 
455348 Bacteria_ 


strain B6 16S rib 
B 


Proteobacteria; 
455348 Bacteria_ 


citratiphilum str 
Proteob 


Bacteria; 
455348 Bacteria_ 


strain DSM 1672 1 
Clost 


Firmicutes; 
455348 Bacteria_ 
strain : 
Proteobacteria; 
455348 Bacteria_ 


israelensis strai 
Proteob 


Bacteria; 
455348 Bacteria_ 


canadensis strain 
canadensis Bacter 


Chromohalobacter. 
455348 Bacteria_ 


vibrioides strain 
vibrioides Bacter 


455348 Bacteria_ 


Firmicutes; 
455348 Bacteria_ 


Firmicutes; 


LMG 2096 
G 


Clostridia; 


Clostridia; 


16S 1481088 1481004 1 
ain K601 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 


85 gi 


16S 1549105 1549021 1 
osomal RNA, partial sequence 


85 gi 


16S 1550571 1550487 1 
osomal RNA, partial sequence 


85 gi 


16S 1552039 1551955 1 85 gi 


ain B4 16S ribosomal RNA, partial sequ 


partial se 
Betaproteo 


2 


2 


1548180 15495 
etaproteobacteria; Burkholderiales; Aq 


qu 
ba 


ua 
219857244 
1549646 15510 
etaproteobacteria; Burkholderiales; Aqua 
219857243 


en 


19878371 
ence 
cteria; 


ref 


19857245|ref 


bacterium. 
ref 
bacterium. 
ref 
ce 15511 


1480151 14816 
Burk 


95 Aquabacterium 


61 Aquabacterium 


12 1552529 Aquab 


NR_025510.1 


holderiales; 


NR_024875.1 


NR_024874.1 


NR_024871.1 


5 


a 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium parvum 
parvum Bacteria; 


Aquabacterium 
cterium citratiphilum 


acteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 
16S 1748309 1748225 1 85 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 
6S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
ridia; Clostridiales; Veillonellaceae; Megamonas. 
16S 1784521 1784421 1 101 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
9 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 1863724 1863624 1 101 gi| 219878292 |ref|NR_025431.1| Chromohalobacter 
n Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
acteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
16S 1865306 1865206 1 101 gi|219878291|ref|NR_025430.1| Chromohalobacter 
ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
ia; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
16S 1880565 1880481 1 85 gi|219878279|ref|NR_025418.1| Propionispora 
FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
ia; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 
16S 1882146 1882062 1 85 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 
16S 1883722 1883638 1 85 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 
16S 1885302 1885218 1 85 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 


455348 Bacteria_ 


strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 18858 


66 Sporomusa acidovorans Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

455348 Bacteria_16S 2049700 2049616 1 85 gi|219878159|ref|NR_025298.1| Anaeroarcus 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

455348 Bacteria_16S 2051260 2051176 1 85 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

455348 Bacteria_16S 2141002 2140918 1 85 gi|219857641|ref|NR_025230.1| Megasphaera 
micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequence 2140092 2141502 Megasphaera 
micronuciformis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

455348 Bacteria_16S 2178860 2178776 1 85 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
455348 Bacteria_16S 2304909 2304825 1 85 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

455348 Bacteria_16S 2315555 23154711 85 gi|219857519|ref|NR_025107.1| Comamonas koreensis 
strain KCTC 12005 16S ribosomal RNA, partial sequence 2314634 2316097 Comamonas koreensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

455348 Bacteria_16S 2350204 2350120 1 85 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

455348 Bacteria_16S 2388231 2388147 1 85 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
455348 Bacteria_16S 2391277 2391177 1 101 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 


strain YKJ-16 16S 
Proteobacteria; 


strain CCUG 2113 


Proteobacteria; B 


455348 Bacteria_16S 


strain ATCC 19624 


G 
455348 Bacteria_16S 


ribosomal RNA, partial sequence 
ammaproteobacteria 


; Oceanospirillales; 
2545219 2545135 1 85 gi 


etaproteobacteria; Burkholderiales; Co: 
2546775 2546691 1 85 gi 


ma. 


2390343 23918 


H 


219857347 
16S ribosomal RNA, partial sequence 2544276 25457 
monadace 


alomonadacea 


ref 


ae; 


16S ribosomal RNA, partial sequence 


219857346 


ref 


e; Halomonas 
NR_024935.1 


NR_024934.1 


35 Halomonas alimentaria Bacteria; 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 
Acidovorax. 


Hylemonella gracilis 


2545837 2547323 Hylemonella gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 


455348 Bacteria_16S 
strain SR12 16S r 
Firmicutes; Clost 
455348 Bacteria_16S 
acidaminophila st 
acidaminophila Ba 
455348 Bacteria_16S 
strain Se-1 16S r 
Deinococcus-Thermus; 
455348 Bacteria_16S 
intermedia strain 
Bacteria; Proteob 
455348 Bacteria_16S 
strain T7 16S rib 
Proteobacteria; B 
455348 Bacteria_16S 
nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 
455348 Bacteria_16S 
toyohensis strain 
TOBE Bacteria; Fi 
455348 Bacteria_16S 
strain IAM 12409 
Proteobacteria; B 
455348 Bacteria_16S 
saccharophila str 
saccharophila Bac 
455348 Bacteria_16S 
lanceolatus strai 
lanceolatus Bacte 
455348 Bacteria_16S 
strain BSB411 16S 
Proteobacteria; B 
455348 Bacteria_16S 
strain RF-4 16S r 
Deinococcus-Thermus; 
455348 Bacteria_16S 
strain GraMall 16 
Proteobacteria; D 
455348 Bacteria_16S 
multipotens strai 
Bacteria; Proteob 
455348 Bacteria_16S 
propionica strain 
Bacteria; Proteob 
455348 Bacteria_16S 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 
455348 Bacteria_16S 


denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhiz 
Hyphomicrobium. 

455348 Bacteria_16S 3126110 3126026 1 85 gi| 219846838 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 
Hyphomicrobium. 

455348 Bacteria_16S 3127579 3127495 1 85 gi| 219846837 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 
455348 Bacteria_16S 3129067 3128983 1 85 gi| 219846836 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequenc 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizob 
Hyphomicrobium. 

455348 Bacteria_16S 3147028 3146944 1 85 gi| 219846824 
DSM 11303 16S ribosomal RNA, partial sequence 3146120 31475 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; D 
455348 Bacteria_16S 3150105 3150005 1 101 gi| 219846822 


ridia; 


cteria; 


teria; 


rmicutes; 


teria; 


ribosomal RNA, 


S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 


teria; 


2559039 2558947 1 


Clostridiales; 
2566712 2566628 1 


Firmicutes; 
2629829 2629745 1 


Deinococci; Thermales; 
2645109 2645025 1 


2744180 2744096 1 


osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 


2749882 2749798 1 
Proteobacteria; 
2755935 2755851 1 


Clostridia; 
2848138 2848054 1 


2849699 2849615 1 


3014439 3014355 1 


3021918 3021834 1 


Deinococci; Thermales; 


3052363 30522511 


3079401 3079317 1 


3080977 3080893 1 


3082553 3082469 1 
Proteobacteria; 


3124621 3124537 1 


93 


ibosomal RNA, partial sequence 
Eubacteriaceae; 


85 


rain DSM 3853 16S ribosomal RNA, parti 
Clostridia; 


85 


ibosomal RNA, partial sequence 
Thermaceae; 


85 


S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 


85 


85 


ain NA10B 16S ribosomal RNA, partial s 
Betaproteobacte 


85 


TOBE 16S ribosomal RNA, partial seque 
Thermoanaerobact 


85 


85 


ain DSM 654 16S ribosomal RNA, partial 
Proteobacteria; Betaproteobacte 
2862114 2862030 1 85 gi 


n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 


85 


complete sequence 
etaproteobacteria; Burkholderiales; Co: 


85 


ibosomal RNA, partial sequence 
Thermaceae; 


113 


85 


n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


85 


U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 


85 


ain K-119 16S ribosomal RNA, partial s 
Deltaproteobact 


85 


gi 


2558106 25596 


gi 


Clostr 
gi 


2628913 26303 


gi 


gi 


2743252 27447 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 2847193 28487 
etaproteobacteria; Burkholderiales; Co 


gi 


gi 


gi 


3021006 30224 


gi 


complete sequence 3051418 30529 


gi 


gi 


gi 


gi 


3013492 30150 


219857338 


Eubacteriu 
219857290 
al sequenc 
idiales; V 
219857239 


Thermus. 

219857228 
e 26441 
riales; Co 
219857158 


mamonadace 
219857154 
equence 

ria; Burkh 


219857149 
nce 27549 
erales; Th 
219856892 


mamonadace 
219856891 
sequence 
ria; Burkh 
219856883 
1 sequence 
a; Burkhol 
219846914 
mamonadace 
219846909 


Thermus. 
219846887 
; Pelobact 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 
equence 

eria; Desu 


219846839 


eino 


ref|NR_024926.1 


Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


m. 
ref |NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref |NR_024867.1 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


ref |NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hy: 
ref|NR_024786.1 


Hydrogenophaga 
enophaga intermedia 
drogenophaga. 

Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


ae; Delftia. 
ref |NR_024782.1 

2748935 275045 
olderiales; Coma 


ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024711.1 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 

Delftia acidovorans 


14 Delftia acidovorans Bacteria; 


ae; Delftia. 
ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_026506.1 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Acidovorax. 
NR_026501.1 


ae; 
ref 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


ref |NR_026479.1 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


eraceae; Malonom 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 


ref |NR_026431.1 

3123738 312518 
obiales; Hyphomi 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


w 


ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref|NR_026416.1 


onas. 
Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


coccus. 


pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 


ref|NR_026414.1 
3149167 315062 


Thiolamprovum 
5 Thiolamprovum 


455348 Bacteria_ 


thiophila strain 
Bacteria; 


455348 Bacteria_ 
radiophilus strai 
radiophilus Bacte 
455348 Bacteria_ 
radiodurans strai 
radiodurans Bacte 
455348 Bacteria_ 
proteolyticus str 
proteolyticus Bac 
455348 Bacteria_ 
strain DSM 3963 1 
Deinococcus-Thermus; 
455348 Bacteria_ 
australicum strai 
australicum Bacte 
455348 Bacteria_ 
pantelleriensis s 
pantelleriensis B 


Halomonas. 


455348 Bacteria_ 
strain FB2 16S ri 
G 


Proteobacteria; 


455348 Bacteria_ 
marismortui strai 
marismortui Bacte 
Chromohalobacter. 
455348 Bacteria_ 
strain ATCC 49336 
G 


Proteobacteria; 


455348 Bacteria_ 
strain DSM 7345 1 
D 


Proteobacteria; 


455348 Bacteria_ 


Proteob 


16S 3160930 3160818 1 
NZ27 16 


113 gi 
S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
16S 3166902 3166818 1 85 gi 
n DSM 20551 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 

16S 3168419 3168335 1 85 gi 
n DSM 20539 16S ribosomal RNA, partial 
ria; Deinococcus-Thermus; Deinococci; 

16S 3169935 3169851 1 85 gi 
ain DSM 20540 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; 
16S 3171452 3171368 1 


85 gi 
Deinococci; Deinococcales; Deinoco 
16S 3263820 3263736 1 85 gi 
n IFAM ST1306 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 
16S 3320081 3319981 1 101 gi 
train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


16S 3353523 3353423 1 101 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
16S 3385680 3385580 1 101 gi 
n ATCC 17056 16S ribosomal RNA, partia 


ria; Proteobacteria; Gammaproteobacter 


gi 


16S 3387153 3387053 1 101 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


16S 3489596 3489484 1 113 gi 


eltaproteobacteria; Desulfuromonadales 
16S 3585398 3585314 1 85 gi 


faecium strain ACM 3679 16S ribosomal RNA, partial sequ 


Bacteria; 


455348 Bacteria_ 


strain DSM 50071 
Bacteria; 


455348 Bacteria_ 
strain 34-P 16S r 
B 
455348 Bacteria_ 
metallireducens s 
metallireducens B 


Proteobacteria; 


Geobacter. 


455348 Bacteria_ 
halodenitrificans 
halodenitrificans 


Halomonas. 


455348 Bacteria_ 
salexigens strain 
Proteob 
455348 Bacteria_ 
denitrificans str 
denitrificans Bac 
455348 Bacteria_ 
alkenivorans stra 
alkenivorans Bact 
Desulfatibacillum. 
455348 Bacteria_ 
strain SS20 16S r 
G 
455348 Bacteria_ 
strain PCL 16S ri 


Bacteria; 


Proteobacteria; 


Fusobacteria. 


455348 Bacteria_ 
strain ATCC 15468 
G 
455348 Bacteria_ 


Proteobacteria; 


Firmicu 


Proteob 


tes; Clostridia; Clostridiales; Veillo 
16S 3629332 3629232 1 101 gi 
16S ribosomal RNA, complete sequence 


Deinococci; 


6S ribosomal RNA, partial sequence 3170548 31720 


3352589 33540 


6S ribosomal RNA, partial sequence 3488653 34901 


219846815 
ce 31599 
omonadales 
219846810 
sequence 
Deinococca 
219846809 
sequence 
Deinococca 
219846808 
al sequenc 
; Deinococ 
219846807 


ccaceae; D 
219846745 
al sequenc 
ia; Rhizob 
219846706 
equence 
cteria; Oc 
219846682 


Halomonad 
219846659 
1 sequence 
ia; Oceano 
219846658 
33862 
Halomonad 
219846583 
; Desulfur 
219846519 
ence 35844 
nellaceae; 
219846486 
36283 


ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref |NR_026402.1 
165996 316746 
Deinococcac 
NR_026401.1 
167516 316898 
les; Deinococcac 
ref|NR_026400.1 
e 3169032 317049 
cales; Deinococcaceae; Deinococcus. 
ref|NR_026399.1| Deinococcus grandis 
14 Deinococcus grandis Bacteria; 
einococcus. 
ref |NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref |NR_026298.1 
3319157 332063 


eanospirillales; 


Desulfuromonas 
uromonas thiophila 
aceae; Desulfuromonas. 

Deinococcus 
5 Deinococcus 
eae; Deinococcus. 

Deinococcus 
1 Deinococcus 
eae; Deinococcus. 

Deinococcus 
7 Deinococcus 


w 


les; 
ref 


w 


Pedomicrobium 
2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Halomonas 
3 Halomonas 
Halomonadaceae; 


ref|NR_026274.1| Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
aceae; Halomonas. 
ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|/NR_026111.1 
36 3585946 Phasco 
Phascolarctobacterium. 

ref|NR_026078.1| Pseudomonas aeruginosa 
74 3629910 Pseudomonas aeruginosa 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 

Phascolarctobacterium 
larctobacterium faecium 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
16S 3795022 3794938 1 85 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
ibosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
16S 3886394 3886282 1 113 gi|219846305|ref|NR_025895.1| Geobacter 
train GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
acteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
16S 3892591 3892491 1 101 gi|219846300|ref|NR_025890.1| Halomonas 
strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
16S 3970690 3970606 1 85 gi|219846245|ref|NR_025835.1| Rhodothalassium 
WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 
16S 3972113 3972029 1 85 gi|219846244|ref|NR_025834.1| Brachymonas 
ain AS-P1 16S ribosomal RNA, partial sequence 3971185 3972636 Brachymonas 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Brachymonas. 
16S 4027154 4027054 4 104 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
in PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
16S 4055872 4055772 1 101 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
ibosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 
16S 149436 149333 1 104 gi|265678963|ref|NR_029271.1| Clostridium rectum 
bosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
16S 178527 178424 1 104 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
16S 199941 199838 1 104 gi|265678930|ref|NR_029238.1| Pelobacter 


198985 200521 Pelobacter 


acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 


Pelobacter. 


455348 Bacteria_16S 


fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 


455348 Bacteria_16S 


phyllosphaerae st 
phyllosphaerae Ba 
Sphingomonas. 


455348 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


strain R 16089 16 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


455348 Bacteria_16S 


luminescens subsp 


367085 366982 1 
cteria; 


373049 372946 1 


408384 408273 2 


453187 453084 1 
S ribosomal RNA, 
lales; Macrococcus. 

454786 454683 1 
S ribosomal RNA, 
lales; Macrococcus. 

492965 492862 1 


517365 517262 1 


104 


rain F23 16S ribosomal RNA, partial se 
Proteobacteria; 


104 


rain FA2 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Alphaproteobac 


113 


in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 
455348 Bacteria_16S 


104 


complete sequence 


104 


complete sequence 


104 


bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 


104 


thracensis strain 39-8 16S ribosomal 


Gammaproteobac 


265678810 
quence 
teria; Alt 


gi 


265678806 
quence 
teria; 


gi 
Sph 


265678783 
uence 
obacteriac 
gi|]265678752 
452220 45376 


gi 


gi| 265678751 
453819 45536 


gi| 265678723 
492024 49353 


265678707 
RNA, comp 


gi 


ref |NR_029115.1 
366150 367594 


ingomonadales; S 
ref|NR_029088.1 

407444 408915 
eae; Thermovibri 


ref|NR_029057.1 


ref|NR_029056.1 


ref |NR_029028.1 
5 Marinobacter 
aceae; Marinobac 
ref|NR_029012.1 
lete sequence 


Idiomarina 
Idiomarina 


eromonadales; Idiomarinaceae; 
ref|NR_029111.1| Sphingomonas 
372149 373610 Sphingomonas 


phingomonadaceae; 


Thermovibrio 
Thermovibrio 

oO. 
Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


455348 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


455348 Bacteria_16S 
MIL-1 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


oleivorans strain 
Bacteria; Proteob 


; Enterobacteriaceae; 


518930 518827 1 


Photorhabdus. 
578321 578218 1 


e; 


455348 Bacteria_16S 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partia 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteo 
455348 Bacteria_16S 
strain GraTa 2 16S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


Fusobacteria; Fus 


455348 Bacteria_16S 


strain VPB 4027 1 
Fusobacteria; Fus 


455348 Bacteria_16S 


strain 279-56 16S 
Proteobacteria; G 
cloacae complex. 


455348 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


455348 Bacteria_16S 


luminescens subsp 


620664 620561 1 


626704 626601 1 


obacteriales; 
634320 634217 1 


6S ribosomal RNA, partial sequence 633402 63487 
Fusobacteriaceae; 


obacteriales; 
663069 662966 1 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


722036 721933 1 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


723622 723519 1 


Photorhabdus luminescens subsp. 


Enterobacteriales 


455348 Bacteria_16S 
akhurstii strain FRGO4 16S ribosomal 


luminescens subsp 


; Enterobacteriaceae; 


725205 725102 1 


Photorhabdus luminescens subsp. 


Enterobacteriales 


455348 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


455348 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


strain CFBP 5236 


Proteobacteria; G 


455348 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


; Enterobacteriaceae; 


763773 763670 1 


Photorhabdus. 


104 


» kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteoba 


104 


104 


104 


104 


104 


104 


104 


laumondii strain TTO1 16S ribosomal 


gi| 265678706 


265678667 
ence 57740 
irillales; 
265678638 
1 sequence 
bacteria; 
gi| 265678634 
625776 62729 
Ilyobacter. 

gi| 265678628 


gi 


gi 


Fusobacterium. 
gi| 265678607 
662137 66364 

Enterobac 


gi| 265678567 
721087 72261 
Enterobac 
265678566 
RNA, parti 


gi 


ref 
seq 
cter 


NR_029011.1 
uence 517982 
ia; Enteroba 


ref |NR_028972.1 
5 578770 Thalas 
Thalassolituus. 
ref |NR_028943.1 

619766 621178 
Nautiliales; Nau 
ref |NR_028939.1 


ref |NR_028933.1 
3 Fusobacterium 


ref |NR_028912.1 
7 Enterobacter 
teriaceae; Enter 
ref |NR_028871.1 
2 Photorhabdus 
teriaceae; Photo 
ref |NR_028870.1 
al sequence 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Thalassolituus 
solituus oleivorans 


Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


104 


265678565 
RNA, part 


gi 


ref 
ial 


NR_028869.1 
sequence 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


104 


ribosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; Alteromonad 


841895 841792 1 


in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
455348 Bacteria_16S 


844959 844856 1 


16S ribosomal RNA, partial sequence 844000 84550 
ammaproteobacteria; Enterobacteriales; 


849404 849301 1 


ain LX3 16S ribosomal RNA, partial seq 


teria; Proteobacteria; 


455348 Bacteria_16S 


884128 884025 1 


104 


104 


Enterobac 

104 gi| 265678480 
uence 

Gammaproteobacteria; Ente 

104 gi| 265678455 


gi| 265678537 
762839 76433 


265678485 
nce 84098 
irillales; 
265678483 


gi 


gi 


ref |NR_028841.1 
aceae; Marinobac 
ref |NR_028788.1 
1 842417 Marino 
Marinospirillum 
ref |NR_028786.1 


teriaceae; Samso 
ref |NR_028783.1 

848542 849823 
robacteriales; E 


hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 


Marinobacter litoralis 


4 Marinobacter litoralis Bacteria; 


ter. 
Marinospirillum 
spirillum alkaliphilum 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 

Klebsiella 
Klebsiella 
nterobacteriaceae; 


ref|NR_028757.1 
883190 884650 


Desulfacinum 
Desulfacinum 


hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfacinum. 


455348 Bacteria_ 


strain I-75 16S 
Proteobacteria; 


455348 Bacteria_ 


strain DO 14784 
Proteobacteria; 


455348 Bacteria_ 
yabuuchiae strain 
Proteob 


Bacteria; 


455348 Bacteria_ 
thermotolerans st 


16S 990453 990350 1 104 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 992024 991921 1 104 gi 
af 
Gammaproteobacteria; Enterobacteriales; 


16S 1068105 1068002 1 104 gi 


gi 


acteria; Alphaproteobacteria; 


16S 1145058 1144955 1 104 gi 


Al-18 16S ribosomal RNA, partial sequ 


rain CM3 16S ribosomal RNA, partial se 


265678384 


989496 99101 
Enterobac 


265678383 


6S ribosomal RNA, partial sequence 991068 99256 
Enterobac 


265678332 


253680760 
quence 


ence 10672 
Sphingomonadales; 


Syntrophobacterales; 


ref|NR_028686.1 


teri 
ref 


aceae; Citr 
NR_028685.1 


teriaceae; Citr 
ref |NR_028634.1 
03 1068656 Sphin 
Sphingomonadace 
ref|NR_028008.1 
144133 11455 


R 


g 
a 


6 


Syntrophobacteraceae; 


Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
° 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 
° 


bacter. 

Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Pseudomonas 

1 Pseudomonas 


thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 
455348 Bacteria_16S 1292845 1292742 1 104 gi|228716433|ref|NR_027551.1| Marinobacter 
hydrocarbonoclasticus strain VT8 16S ribosomal RNA, partial sequence 1291904 1293412 Marinobacter 
hydrocarbonoclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 
455348 Bacteria_16S 1318722 1318619 1 104 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
455348 Bacteria_16S 1382518 1382415 1 104 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
455348 Bacteria_16S 1391436 1391333 1 104 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
455348 Bacteria_16S 1412473 1412370 1 104 gi|224581450|ref|NR_027234.1| Algicola sagamiensis 
strain B-10-31 16S ribosomal RNA, partial sequence 1411537 1413034 Algicola sagamiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 
455348 Bacteria_16S 1433997 1433894 1 104 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 
455348 Bacteria_16S 1455369 1455266 1 104 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
455348 Bacteria_16S 1459701 1459598 1 104 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 
455348 Bacteria_16S 1496155 1496052 1 104 gi|219846691|ref|NR_026283.1| Tolumonas auensis DSM 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 1495267 1496682 Tolumonas auensis DSM 9187 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tolumonas. 
455348 Bacteria_16S 1547601 1547498 1 104 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
455348 Bacteria_16S 1553528 1553425 1 104 gi|219857220|ref|NR_024848.1| Providencia stuartii 
strain ATCC 29914 16S ribosomal RNA, partial sequence 1552580 1554073 Providencia stuartii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Providencia. 
455348 Bacteria_16S 1579045 1578942 1 104 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 
strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
455348 Bacteria_16S 1615697 1615594 1 104 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
strain CM243 16S ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 
455348 Bacteria_16S 1646127 1646024 1 104 gi|219878446|ref|NR_025585.1| Aeromonas simiae 
strain IBS S6874 16S ribosomal RNA, partial sequence 1645204 1646655 Aeromonas simiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
455348 Bacteria_16S 1687136 1687033 1 104 gi|219878417|ref|NR_025556.1| Tepidiphilus 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 1686206 1687661 Tepidiphilus 
margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Tepidiphilus. 
455348 Bacteria_16S 1701091 1700988 1 104 gi| 219878407 |ref|NR_025546.1| Glaciecola mesophila 
strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 
455348 Bacteria_16S 1720914 1720811 1 104 gi|219878394|ref|NR_025533.1| Cetobacterium somerae 


strain WAL 14325 
Fusobacteria; 


455348 Bacteria_ 


Fus 


obacteriales; Fusobacteriaceae; Cetoba 


16S ribosomal RNA, partial sequence 1719990 17214 
ct 


erium. 


16S 1828717 1828614 1 104 


gi 


219878317 


59 Cetobacterium 


ref 


alexandrii strain C116-18 16S ribosomal RNA, partial sequence 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 


NR_025456.1 


somerae Bacteria; 


Oceanicaulis 


1827843 1829266 Oceanicaulis 


455348 Bacteria_ 


16S 1831826 1831723 1 104 


strain VenChi2 16S ribosomal RNA, partial sequence 


Fusobacteria; 
455348 Bacteria_ 


Fusobacteriales; 


Fusobacteriaceae; 


16S 1845624 1845521 1 104 


strain VC 5 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


455348 Bacteria_ 


stellipolaris str 
stellipolaris Bacteria; 


Alteromonas. 
455348 Bacteria_ 
strain LMG 21857 
Proteobacteria; 


455348 Bacteria_16S 1956452 1956349 1 104 gi| 219878224 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 19570 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
455348 Bacteria_16S 1994873 19947701 104 gi| 219878199 


strain DSM 12358 
Proteobacteria; 

455348 Bacteria_ 
strain DSM 30118 
Proteobacteria; 

455348 Bacteria_ 
strain 81H-380. 
Proteobacteria; 


G 


G 


G 


1 
G 


16S 1860676 1860573 1 104 


Proteobacteria; 


16S 1869837 1869734 1 104 


16S 1997953 1997850 1 104 


16S 2002562 2002459 1 104 


2004094 2003991 1 104 


Ilyobacter. 


ain LMG 21861 16S ribosomal RNA, partial 


16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alt 


16S ribosomal RNA, partial sequence 1993927 19 
ammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 1997016 19 
ammaproteobacteria; Enterobacteriales; 


6S ribosomal RNA, partial sequence 2001636 20 
ammaproteobacteria; Enterobacteriales; 
455348 Bacteria_16S 


strain Eb 13/82 1 


6S ribosomal RNA, partial sequence 2003168 20 


gi|219878315 
1830898 18324 


gi| 219878305 
1844748 18461 


219878294 
sequenc 


gi 


Gammaproteobacteria; Alteromonadales; 


gi|219878288 


954 

Enterobac 
219878197 
985 

Enterobac 
219878194 
031 

Enterobac 
219878193 
046 


gi 


gi 


gi 


eromonadaceae; 


ref|NR_025454.1 
07 Ilyobacter in 


ref|NR_025444.1 
67 Maricaulis vi 


ref |NR_025433.1 
e 1859752 18612 


ref |NR_025427.1 
93 Glaciecola po 


ref|NR_025363.1 
16 Sphingomonas 
adaceae; 
ref |NR_025338.1 


teriaceae; 
ref |NR_025336.1 
10 Proteus vulga 
teriaceae; 
ref |NR_025333.1 


teriaceae; 
ref |NR_025332.1 


Maricaulis. 


3 
Alteromonadaceae; 


Ilyobacter insuetus 
suetus Bacteria; 


Maricaulis virginensis 
rginensis Bacteria; 


Alteromonas 


3 Alteromonas 


Glaciecola polaris 
laris Bacteria; 


Glaciecola. 


Sphingomonas pituitosa 
pituitosa Bacteria; 


Sphingomonas. 


Serratia entomophila 


42 Serratia entomophila Bacteria; 
Serratia. 


Proteus vulgaris 
ris Bacteria; 


Proteus. 


Leminorella grimontii 


17 Leminorella grimontii Bacteria; 
Leminorella. 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


Proteobacteria; 


455348 Bacteria_16S 


Gammaproteobacteria; Enterobacteriales; 


E 


nterobac 


teriaceae; Budvicia. 


2017743 2017640 1 104 


strain MCS 25 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


455348 Bacteria_16S 
strain LMG 317541 
Proteobacteria; 
455348 Bacteria_16S 
carotovorum subsp. 


2026717 2026614 1 104 


2028160 2028057 1 104 


Enterobacteriales; Enterobacteriaceae; 
455348 Bacteria_16S 2101601 2101498 1 104 
strain SW-47 16S ribosomal RNA, partial sequence 
Proteobacteria; 
455348 Bacteria_16S 2177389 2177287 1 104 
strain IH003 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Leuconostoc. 


455348 Bacteria_16S 2262449 2262346 1 104 


hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 


hydrogeniphilum Bacteria; 
Thermodesulfobacterium. 
455348 Bacteria_16S 2264005 2263902 1 


Thermodesulfobacteria; 


104 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Aeromonadales; Aeromonadacea 


odoriferum strain LMG 17566 16S ribosomal RNA, 


Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Pectobacterium. 


Gammaproteobacteria; Alteromonadales; Alteromonad 


gi|219878184 
2016867 20182 


219878178 
20257 


gi 


gi|219878177 


gi|219878121 
2100672 21021 


gi|219857615 
2176454 21779 


gi|219857558 


Thermodesulfobacteriales; 


gi| 219857557 


ref |NR_025323.1 


Maricaulis parjimensis 


86 Maricaulis parjimensis Bacteria; 
ceae; Maricaulis. 
ref|NR_025317.1| Aeromonas popoffii 

59 2027165 Aeromonas popoffii Bacteria; 
e; Aeromonas. 
ref|NR_025316.1| Pectobacterium 
partial sequence 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


ref|NR_025260.1| Alteromonas marina 
60 Alteromonas marina Bacteria; 
aceae; Alteromonas. 

ref|NR_025204.1| Leuconostoc inhae 
27 Leuconostoc inhae Bacteria; 


ref|NR_025146.1| Thermodesulfobacterium 
2261503 2262999 Thermodesulfobacterium 
Thermodesulfobacteriaceae; 


ref|NR_025145.1| Alcanivorax 
50 2264581 Alcanivorax venustensis 


venustensis strain ISO04 16S ribosomal RNA, partial sequence 22630 
acteria; Gammaproteobacteria; Oceanospirillales; 


Bacteria; 


strain L2-TR 16S 
Proteobacteria; 


lutaoensis strain 
Bacteria; Proteob 


strain BD-87 16S 
Firmicutes; Bacil 


455348 Bacteria_16S 
psychrophilus strain Z-0021 16S ribosomal RNA, 


psychrophilus Bac 
Methylobacter. 


455348 Bacteria_16S 
ATCC 700640 16S ribosomal RNA, partial 


orisratti strain 
orisratti Bacteri 


455348 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


455348 Bacteria_16S 


strain Y223G 16S 


Proteob 
455348 Bacteria_16S 


G 


2298900 2298797 1 104 
ribosomal RNA, partial sequence 


2303360 2303257 1 104 


2426529 2426426 1 104 
ribosomal RNA, partial sequence 
lales; Planococcaceae; 
2439943 2439840 1 104 


teria; Proteobacteria; 


2495856 2495753 1 104 


a; Firmicutes; Lactobacillales; 

2586646 2586543 1 104 
in MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 
2717041 2716938 1 104 
ribosomal RNA, partial sequence 


ammaproteobacteria; Alteromonadales; 
455348 Bacteria_16S 
T5054 16S ribosomal RNA, partial sequence 23024 
acteria; Gammaproteobacteria; Alteromonadales; 
455348 Bacteria_16S 


Viridibacillus. 


complete 
Gammaproteobacteria; Methylococcales; 


Streptococcaceae 


complete sequence 
Gammaproteobacteria; 


gi|219857531 
2297982 22993 
gi| 219857528 
A 


gi|219857441 
2425586 24269 


219857428 
sequence 


gi 


219857386 
sequence 


gi 


gi|219857277 


ref|NR_025119.1 
Idiomarina. 
ref|NR_025116.1 
04 2303932 Marin 
lteromonadaceae 
ref|NR_025029.1 


ref |NR_025016.1 
2438995 244052 


ref|NR_024974.1 
2494920 249625 
; Streptococcus. 
ref|NR_024908.1 
2585691 258722 


gi|219857177 


ref |NR_024805.1 


Alcanivoracaceae; 


Oceanospirillales; 


Alcanivorax. 
Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 
Idiomarinaceae; 


Marinobacter 


Marinobacter. 
Viridibacillus neidei 


obacter lutaoensis 
, 


98 Viridibacillus neidei Bacteria; 


Methylobacter 
1 Methylobacter 


Methylococcaceae; 


Streptococcus 
6 Streptococcus 


Marinomonas 

4 Marinomonas 
Marinomonas. 
Colwellia piezophila 


2716108 2717581 Colwellia piezophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 


455348 Bacteria_16S 
strain ATCC15947 


2763413 2763310 1 104 gi|219857142 
16S ribosomal RNA, partial sequence 2762542 27639 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
455348 Bacteria_16S 2764929 2764826 1 104 gi|219857141 
strain JCM1680 16S ribosomal RNA, partial sequence 2763991 27654 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
455348 Bacteria_16S 2766445 2766342 1 104 gi| 219857140 
strain JCM1679 16S ribosomal RNA, partial sequence 2765507 27669 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
455348 Bacteria_16S 2866734 2866631 1 104 gi| 219856880 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 

stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromon 
Marinobacterium. 
455348 Bacteria_16S 2914335 2914232 1 104 gi 
delphini strain ATCC 49171 16S ribosomal RNA, partial s 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 
455348 Bacteria_16S 2930935 2930832 1 104 gi| 219856836 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 29314 


, 


219856847 
equence 


ref |NR_024770.1 


Ent 
ref 


erobacteriac 
NR_024769.1 


teriaceae; Edwar 
ref|NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref |NR_024699.1 

2865789 286730 
adales; Alteromo 


ref|NR_024666.1 
2913371 291486 


ref|NR_024655.1 
58 Oceanobacter 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

455348 Bacteria_16S 2933954 29338511 104 gi|219856834|ref|NR_024653.1 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 293448 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Altero 
Marinobacterium. 

455348 Bacteria_16S 2947660 2947557 1 104 gi| 219856825 |ref|NR_024644.1 
strain JCM1240 16S ribosomal RNA, partial sequence 2946729 29481 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serra 
455348 Bacteria_16S 2952139 2952036 1 104 gi|219856822|ref|NR_024641.1 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
455348 Bacteria_16S 2961047 2960944 1 104 gi|219856816|ref|NR_024635.1 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacte 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

455348 Bacteria_16S 2962630 2962527 1 104 gi| 219856815 |ref|NR_024634.1 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

455348 Bacteria_16S 2967209 2967106 1 104 gi| 219846946 |ref|NR_026538.1 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dicke 
455348 Bacteria_16S 3073414 30733111 104 gi| 219846873 |ref|NR_026465.1 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 30738 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

455348 Bacteria_16S 3262297 3262194 1 104 gi| 219846746 |ref|NR_026338.1 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
455348 Bacteria_16S 3391617 3391514 1 104 gi|219846651|ref|NR_026243.1 


strain DSM 9537 1 
Fusobacteria; Fus 
455348 Bacteria_16S 
strain CIP 7430 


6S ribosomal RNA, partial sequence 3390715 33921 
obacteriales; Fusobacteriaceae; Propionigenium. 

3612889 3612786 1 104 gi| 219846497 
16S ribosomal RNA, partial sequence 36119 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 
455348 Bacteria_16S 3633902 3633799 1 104 gi| 219846483 
succiniciproducens strain S411 16S ribosomal RNA, partial sequenc 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; 
Anaerobiospirillum. 

455348 Bacteria_16S 3649161 3649058 1 104 gi 
szegediense strain OR2 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; M 
455348 Bacteria_16S 3661464 3661361 1 104 gi|219846464 
strain IC079 16S ribosomal RNA, partial sequence 3660516 36619 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
455348 Bacteria_16S 3662977 3662874 1 104 gi| 219846463 
psychrotropica strain ACAM 179 16S ribosomal RNA, partial sequenc 
psychrotropica Bacteria; Proteobacteria; Gammaproteobacteria; Alt 
455348 Bacteria_16S 3675124 3675021 1 104 gi|219846454 
strain 1846 16S ribosomal RNA, partial sequence 3674212 36756 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
455348 Bacteria_16S 3773885 3773782 1 104 gi| 219846382 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 37729 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfur 


219846472 
nce 36482 


omonadales; 


ref|NR_026089.1 
33 3613434 Aeromo 
e; Aeromonas. 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026056.1 


aceae; Glaciecol 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref |NR_026045.1 


teriaceae; Panto 
ref|NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 


455348 Bacteria_16S 3796538 3796435 1 104 gi 
strain S51-W 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliace 


219846366 


ref|NR_025957.1 


ae; Colwellia. 


Edwardsiella tarda 


40 Edwardsiella tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


56 Edwardsiella ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Marinobacterium 

5 Marinobacterium 

nadaceae; 


Staphylococcus 
3 Staphylococcus 


Oceanobacter kriegii 


kriegii Bacteria; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter gergoviae 


gergoviae Bacteria; 


obacter. 
Colwellia maris strain 
ria; Proteobacteria; 


Streptococcus porcinus 
porcinus Bacteria; 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Sphingomonas trueperi 


trueperi Bacteria; 


monas. 
Propionigenium maris 


40 Propionigenium maris Bacteria; 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 
Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Desulfuromonas 

uromonas palmitatis 

aceae; Desulfuromonas. 
Colwellia rossensis 


3795600 3797066 Colwellia rossensis Bacteria; 


455348 Bacteria_16S 
strain CECT 4199 16S ribosomal RNA, p 
Proteobacteria; 


allosaccharophila 
allosaccharophila 
Aeromonas. 


455348 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


strain Karp 16S r 
strain CL-SP19 16 
Proteobacteria; G 
chungwhensis stra 


chungwhensis Bact 
Salinimonas. 


455348 Bacteria_16S 


strain 848 16S ri 
Proteobacteria; G 


strain R22 16S ri 
Proteobacteria; G 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


455348 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


455348 Bacteria_16S 


strain TF-22T 16S 
Proteobacteria; G 


halophilus strain 
halophilus Bacter 
Aestuariibacter. 


3813283 3813180 1 
Bacteria; 
3913843 39137401 
3935143 3935028 1 
ibosomal RNA, partial 


3983669 3983566 1 


4005995 4005892 1 


eria; Proteobacteria; 


4009012 4008909 1 


4010546 4010443 1 


4019566 4019463 1 


4021112 4021009 1 


4045419 4045316 1 


4128536 4128433 1 
JC2043 
ia; 


455348 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


455348 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; 


Gammapro 
455348 Bacteria_16S 
lipolyticus strain SM-19 16S ribosomal RNA, partial seque 


4130025 4129926 1 
JC2042 
ia; 


4170086 4169983 1 
6S ribo 


4191546 4191443 1 


104 


104 


osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
455348 Bacteria_16S 


116 
sequence 


104 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
455348 Bacteria_16S 
in BH030046 16S ribosomal RNA, partial 


104 


Gammaproteobacte 


104 


bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
455348 Bacteria_16S 


104 


bosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
455348 Bacteria_16S 


104 


104 


104 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
455348 Bacteria_16S 


104 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteri 


100 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteri 


104 


104 


gi 


gi 


E 
gi 


219846354 
artial seq 
Gammaproteobacteria; 


219846285 
3912908 39143 
nterobac 
219846270 
3934247 39357 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
455348 Bacteria_16S 


kettsiaceae; 


ref 


ref 


ref 


uenc 
Aeromonadales; 


teri 


NR_025945.1 
e 38123 


NR_025875.1 


aceae; Xeno 
NR_025860.1 


2 
Aeromonadaceae; 


Aeromonas 
7 3813828 Aeromonas 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 
rhabdus. 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 
Rickettsieae; 


Orientia. 


gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
3982735 3984197 Idiomarina seosinensis Bacteria; 
Idiomarinaceae; Idiomarina. 
gi|219846221|ref|NR_025811.1| Salinimonas 
sequence 4005071 4006477 Salinimonas 
ria; Alteromonadales; Alteromonadaceae; 
gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 


4008054 40095 


gi|219846216 


4009610 40110 
omarinac 


di 
219846210 


aE 
gi 


SW-156 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteri 


a; 


gi| 219846209 


SW-145 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; 


gi|219846190 
4044490 40 
eromo 
gi|219846131 


a; Alte 


gi|219846130 


a; Alte 


gi|219846100 


somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; Alt 


219846081 
nce 


gi 


omonadaceae; 


459 
nad 


eromonadacea 


ref 


eae; 
ref 


ref 


ref 


ref 
4 


ref 


rs 


ref 


ref 


rs 


4018632 40201 
Alteromonadales; 


4020178 40216 
Alteromonadales; 


127615 41290 
romonadales; 


129099 41305 
romonadales; 


64 Marinobacter 
Marinobac 


190616 41920 


NR_025806.1 


NR_025800.1 


NR_025799.1 


NR_025780.1 


Alteromo 
NR_025721.1 


NR_025720.1 


NR_025690.1 


e; 
NR_025671.1 


2 
Alteromonadaceae; 


T 
Alteromonadaceae; 


n 


4 
Alteromonadaceae; 


3 
Alteromonadaceae; 


8 


59 Aeromonas molluscorum Bacteria; 
Aeromonas. 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 
Idiomarina. 


Marinobacter 
7 Marinobacter 


Marinobacter 
2 Marinobacter 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 
aceae; 


as. 
Aestuariibacter 
8 Aestuariibacter 


Aestuariibacter 
7 Aestuariibacter 


Marinobacter excellens 
excellens Bacteria; 

ter. 

Marinobacter 

8 Marinobacter 


lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

455348 Bacteria_16S 4220289 4220186 1 104 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 4235382 4235279 1 104 gi|219846045|ref|NR_025635.1| Klebsiella variicola 
strain F2R9 16S ribosomal RNA, partial sequence 4234473 4235884 Klebsiella variicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 

455348 Bacteria_16S 252199 252113 1 87 gi| 265678894 |ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

455348 Bacteria_16S 323254 323140 1 115 gi|265678845|ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

455348 Bacteria_16S 423847 423761 1 87 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

455348 Bacteria_16S 585805 585719 1 87 gi| 265678662 |ref|NR_028967.1| Bacillus barbaricus 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacillus barbaricus Bacteria; 


Firmicutes; Bacil 


Bacteria; 


lales; 
455348 Bacteria_16S 

picturae strain R-5321 16S ribosomal 
Firmicutes; 


Bacillaceae; 


606879 606793 1 


Bacillales; 


455348 Bacteria_16S 


632788 632702 1 


Bacillus. 


87 


RNA, partial sequence 
Bacillaceae; 


87 


strain Z 4493 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


Clostridiales; 


gi|265678647 


gi| 265678629 


60592 
Oceanobacillus. 


ref 


NR_028952.1 


ref 


NR_028934.1 


Oceanobacillus 


0 607435 Oceanobacillus picturae 


Acetobacterium tundrae 


631874 633351 Acetobacterium tundrae Bacteria; 
Eubacteriaceae; Acetobacterium. 


455348 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


455348 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


455348 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


455348 Bacteria_16S 


marinus subsp. pa 


Prochlorococcus marinus subsp. pastoris Bacteria 


Prochlorococcacea 


719001 718915 1 87 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 


e; Prochlorococcus. 


265678569 
ence 71801 
illus. 


v 


ref |NR_028873.1 
9 719581 Virgib 


Virgibacillus 
acillus marismortui 


799136 799050 1 87 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 
831297 831199 6 104 gi|265678492|ref|NR_028795.1| Enterococcus 
rain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 
879500 879390 1 111 gi| 265678459 |ref|NR_028762.1| Prochlorococcus 
storis strain PCC 9511 16S ribosomal RNA, partial sequence 878614 880078 


Cyanobacteria; Prochlorales; 


455348 Bacteria_16S 939576 939490 1 87 gi|265678419|ref|NR_028721.1| Heliorestis daurensis 
strain BT-H1l 16S ribosomal RNA, complete sequence 938639 940155 Heliorestis daurensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

455348 Bacteria_16S 998236 998130 1 107 gi|265678379|ref|NR_028681.1| Thiomicrospira 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 997291 998749 Thiomicrospira kuenenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
455348 Bacteria_16S 1047001 1046915 1 87 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 

455348 Bacteria_16S 1087496 1087410 1 87 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

455348 Bacteria_16S 1155555 1155469 1 87 gi| 253680753|ref|NR_028001.1| Oceanobacillus 
iheyensis HTE831 16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

455348 Bacteria_16S 1297338 1297252 1 87 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

455348 Bacteria_16S 1430908 1430802 1 107 gi|224581435|ref|NR_027217.1| Phocoenobacter uteri 
strain M1063U/93 16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Phocoenobacter. 

455348 Bacteria_16S 1443267 1443161 1 107 gi|224581426|ref|NR_027207.1| Actinobacillus scotiae 
strain M2000/95/1 16S ribosomal RNA, partial sequence 1442329 1443825 Actinobacillus scotiae 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Actinobacillus. 

455348 Bacteria_16S 1630829 1630743 1 87 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

455348 Bacteria_16S 1681111 1681005 1 107 gi|219878421|ref|NR_025560.1| Vulcanithermus 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 

455348 Bacteria_16S 1688666 1688580 1 87 gi|219878415|ref|NR_025554.1| Bacillus saliphilus 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 1689235 Bacillus saliphilus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

455348 Bacteria_16S 1790530 1790444 1 87 gi| 219878342 |ref|NR_025481.1]| Virgibacillus 
carmonensis strain LMG 20964 16S ribosomal RNA, partial sequence 1789570 1791087 Virgibacillus 
carmonensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

455348 Bacteria_16S 1802732 1802646 1 87 gi| 219878334 |ref|NR_025473.1| Bacillus 
decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

455348 Bacteria_16S 1804301 1804215 1 87 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

455348 Bacteria_16S 1842574 1842488 1 87 gi|219878307|ref|NR_025446.1| Bacillus halodurans 
strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

455348 Bacteria_16S 1875926 1875820 1 107 gi|219878284|ref|NR_025423.1| Haemophilus pittmaniae 
strain HK85 16S ribosomal RNA, partial sequence 1874987 1876454 Haemophilus pittmaniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

455348 Bacteria_16S 1903575 1903489 1 87 gi|219878261|ref|NR_025400.1| Facklamia miroungae 
CIP 106764 16S ribosomal RNA, partial sequence 1902626 1904030 Facklamia miroungae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

455348 Bacteria_16S 1962611 1962505 1 107 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 
strain 95Al1 16S ribosomal RNA, complete sequence 1961654 1963186 Pasteurella skyensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 

455348 Bacteria_16S 2014783 2014697 1 87 gi| 219878186 |ref|NR_025325.1| Hyphomonas polymorpha 


strain DSM 2665 1 
Proteobacteria; A 


455348 Bacteria_16S 


lphaproteobacteria; Rhodobacterales; H 
2087981 2087879 2 104 gi 


6S ribosomal RNA, partial sequence 2013915 20153 


yphomonada 
219878131 


thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desulfurobacterium. 


24 Hyphomonas polymorpha Bacteria; 
ceae; Hyphomonas 
ref|NR_025270.1| Desulfurobacterium 

2087053 2088498 Desulfurobacterium 


455348 Bacteria_ 


strain SW-72 16S 
Firmicutes; Baci 


455348 Bacteria_ 


fermentum strain 
Bacteria; Firmic 


455348 Bacteria_ 


strain Z-7792 16 
Firmicutes; Baci 


455348 Bacteria_ 


Ssapomandens stra 
Sapomandens Bact 


455348 Bacteria_ 


strain VP-6 16S 
Proteobacteria; 


455348 Bacteria_ 


strain VP-5 16S 
Proteobacteria; 


455348 Bacteria_ 


granulomatis str 
granulomatis Bac 


455348 Bacteria_ 


strain HPA92 16S 
Proteobacteria; 


455348 Bacteria_ 


strain 177 16S r 
Proteobacteria; 


455348 Bacteria_ 


halotolerans str 
Bacteria; Firmic 


455348 Bacteria_ 


alkanoclasticum 
alkanoclasticum 


455348 Bacteria_ 


juripiscarius st 
juripiscarius Ba 


455348 Bacteria_ 


strain AM31D 16S 
Firmicutes; Baci 


455348 Bacteria_ 


naganoensis stra 
naganoensis Bact 


455348 Bacteria_ 


strain 1144-97 1 
Firmicutes; Lact 


455348 Bacteria_ 


strain M1832/95/ 
Bacteria; Firmic 


455348 Bacteria_ 


strain DSM 8239 
Firmicutes; Clos 


455348 Bacteria_ 


paludosum strain 
paludosum Bacter 


455348 Bacteria_ 


pseudalcaliphilu 
pseudalcaliphilu 


455348 Bacteria_ 


strain DSM 8722 
Firmicutes; Baci 
455348 Bacteria 
strain DSM 8721 
Firmicutes; Baci 
455348 Bacteria 
strain DSM 8720 
Firmicutes; Baci 
455348 Bacteria 
strain DSM 8715 
Firmicutes; Baci 


455348 Bacteria_ 


16S 2095541 2095455 1 87 
ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 
16S 2191053 2190967 1 87 gi 
Z-7984 16S ribosomal RNA, partial sequ 
utes; Bacillales; Bacillaceae; Amphibac 
16S 2192550 2192464 1 87 gi 
S ribosomal RNA, partial sequence 
llales; Bacillaceae; Amphibacillus. 
16S 2429334 2429248 1 87 gi 
in DSM 3223 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostridi 
16S 2538080 2537994 1 87 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; H 
16S 2539485 2539399 1 87 gi 
ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; H 
16S 2600460 2600354 1 107 gi 
ain ATCC 49244 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobacte 
16S 2602014 2601908 1 107 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; Pa 
16S 2603568 2603462 1 107 gi 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Pasteurellales; Pa 
16S 2628291 2628205 1 87 gi 
ain NN 16S ribosomal RNA, partial seque 
utes; Bacillales; Bacillaceae; Gracilib 
16S 2634305 2634220 1 86 gi 
strain MAE2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Plano 
16S 2679660 2679574 1 87 gi 
rain IS40-3 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Bacilla 
16S 2726212 2726126 1 87 gi 
ribosomal RNA, partial sequence 
llales; Bacillaceae; Bacillus. 
16S 2874601 2874515 1 87 gi 
in ATCC53909 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Pullulani 
16S 3041733 3041647 1 87 gi 
6S ribosomal RNA, partial sequence 
obacillales; Aerococcaceae; Facklamia. 
16S 3049389 3049303 1 87 gi 
2 16S ribosomal RNA, partial sequence 
utes; Lactobacillales; Aerococcaceae; E 
16S 3275948 3275862 1 87 gi 
1 


gi 


219878125 


2094597 20961 


219857605 
ence 21901 
illus. 

219857604 


2191612 21930 


219857438 
sequence 

ales; Pept 
219857352 


2537193 25385 


yphomonada 
219857351 


2538597 25399 


yphomonada 
219857268 
al sequenc 
ria; Paste 
219857267 


2601060 26025 


steurellac 
219857266 


2602614 26041 


steurellac 
219857246 
nce 26273 
acillus. 

219857236 
sequence 

coccaceae; 
219857203 
sequence 

ceae; Lent 
219857170 


2725265 27267 


219856875 
sequence 

bacillus. 

219846895 


3040796 30422 


219846889 

30484 

re 
219846737 


6S ribosomal RNA, partial sequence 3275046 32765 


tridia; Clostridiales; Eubacteriaceae; Acetobacte 
16S 3278976 3278890 1 87 gi| 219846735 
DSM 8237 16S ribosomal RNA, partial sequence 

ia; Firmicutes; Clostridia; Clostridiales; Eubact 
16S 3534961 3534875 1 87 gi| 219846553 
s DSM 8725 16S ribosomal RNA, partial sequence 

s Bacteria; Firmicutes; Bacillales; Bacillaceae; 

16S 3538086 3538000 1 87 gi|219846551 
16S ribosomal RNA, partial sequence 3537139 35386 
llales; Bacillaceae; Bacillus. 

16S 3539655 3539569 1 87 gi| 219846550 
16S ribosomal RNA, partial sequence 3538695 35402 
llales; Bacillaceae; Bacillus. 

16S 3541227 35411411 87 gi| 219846549 


16S ribosomal RNA, 
llales; Bacillaceae; Bacillus. 
16S 3544338 3544252 1 87 
16S ribosomal RNA, 
llales; Bacillaceae; Bacillus. 
16S 3591570 3591456 1 115 


gi 


gi 


complete sequence 3540266 35417 


219846547 


complete sequence 3543393 35448 


219846515 


pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Acetobacter. 


mMOococcus. 


ref|NR_025264.1| Bacillus hwajinpoensis 
03 Bacillus hwajinpoensis Bacteria; 
ref|NR_025193.1| Amphibacillus 


08 2191561 Amphibacillus fermentum 


ref|NR_025192.1| Amphibacillus tropicus 
37 Amphibacillus tropicus Bacteria; 
ref|NR_025026.1| Desulfotomaculum 
2428395 2429818 Desulfotomaculum 
ococcaceae; Desulfotomaculum. 
ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas. 
ref|NR_024939.1| Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


ceae; Hyphomonas. 

ref|NR_024899.1| Mannheimia 

e 2599506 2601009 Mannheimia 

urellales; Pasteurellaceae; Mannheimia. 

ref|NR_024898.1| Mannheimia ruminalis 

63 Mannheimia ruminalis Bacteria; 

eae; Mannheimia. 

ref|NR_024897.1| Mannheimia varigena 

17 Mannheimia varigena Bacteria; 

eae; Mannheimia. 

ref|NR_024876.1| Gracilibacillus 

22 2628862 Gracilibacillus halotolerans 

ref|NR_024864.1| Planomicrobium 
2633347 2634791 Planomicrobium 

Planomicrobium. 

ref |NR_024831.1| Lentibacillus 
2678696 2680219 Lentibacillus 

ibacillus. 

ref|NR_024798.1| Bacillus krulwichiae 

71 Bacillus krulwichiae Bacteria; 

ref|NR_024694.1| Pullulanibacillus 


2873633 2875172 Pullulanibacillus 
ref|NR_026487.1| Facklamia languida 


68 Facklamia languida Bacteria; 


ref|NR_026481.1| Eremococcus coleocola 
54 3049838 Eremococcus coleocola 
ref|NR_026329.1| Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


rium. 
ref |NR_026327.1| Acetobacterium 
3278074 3279532 Acetobacterium 
eriaceae; Acetobacterium. 
ref|NR_026145.1| Bacillus 
3534017 3535534 Bacillus 
Bacillus 
ref|NR_026143.1| Bacillus gibsonii 


44 Bacillus gibsonii Bacteria; 


ref|NR_026142.1| Bacillus agaradhaerens 
15 Bacillus agaradhaerens Bacteria; 


ref|NR_026141.1| Bacillus clarkii 
87 Bacillus clarkii Bacteria; 


ref|NR_026139.1| Bacillus pseudofirmus 
98 Bacillus pseudofirmus Bacteria; 


ref|NR_026107.1] Acetobacter 
3590670 3592148 Acetobacter 


455348 Bacteria_16S 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 36953 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 
455348 Bacteria_16S 
porcinus strain NM319 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteure 
455348 Bacteria_16S 


strain NCTC 3438 
Bacteria; 


Lactobacillales; 


455348 Bacteria_16S 
chungwhensis stra 
chungwhensis Bact 
455348 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 
Bacil 
455348 Bacteria_16S 


Bacillales; 


strain BAL-1 16S 


Chrysiogenetes; C 
455348 Bacteria_16S 
strain R-10 16S r 
Sp 
455348 Bacteria_16S 


Bacteroidetes; 


strain BG8 16S ri 
Proteobacteria; 


Methylococcaceae; 


455348 Bacteria_16S 
capsulatus strain 
Proteob 
455348 Bacteria_16S 
strain A30 16S ri 
G 
455348 Bacteria_16S 


Bacteria; 


Proteobacteria; 


strain S-182 16S 
Firmicutes; Lacto 


455348 Bacteria_16S 


strain E-1-A 16S 


Proteobacteria; Alphaproteobacteria; 
455348 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


455348 Bacteria_16S 


strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 
455348 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


455348 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


455348 Bacteria_16S 
peptidovorans DSM 11002 16S ribosomal RNA, partial sequ 


peptidovorans DSM 
Dethiosulfovibrio 


455348 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


455348 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


455348 Bacteria_16S 


strain DSM 20285 
Firmicutes; Lacto 


Proteob 
455348 Bacteria_16S 
F275 16S ribosoma 


G 
455348 Bacteria_16S 
whittenburyi stra 

Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


3694872 3694766 1 107 gi 


3696309 3696203 1 107 gi 


3825560 3825454 1 107 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pasteure 
3861733 3861647 1 87 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 
4004535 4004449 1 87 gi 
in BH030062 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
4221840 42217541 87 gi 


laceae; Anaerobacillus. 

131324 131211 1 114 
ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
132911 132830 1 82 gi 
ibosomal RNA, complete sequence 
hingobacteria; Sphingobacteriales; Rho 
190800 190699 1 102 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
193820 193719 1 102 gi 
in 1521 of Whittenbury 16S ribosomal R 


gi 


gi 


Methylobacter. 
195331 195230 1 102 gi 
Texas 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
196841 196740 1 102 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
340398 340313 1 86 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

356638 356553 1 86 
ribosomal RNA, partial sequence 


Pediococ 
gi 


Sphingomonadales; 
765353 765268 1 86 gi 
n M9 16S ribosomal RNA, complete seque 


3860745 3862279 Lacto 


4220889 4222400 Bacil 


195893 19735 


339450 34088 


355741 35715 


219846441 


steurellac 
219846439 
ce 36953 


265678933 
ence 19438 
occales; M 
265678932 


ethylococc 
265678831 


cus. 
265678818 


Sphingomon 
265678536 
nce 76438 


osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1172276 11721911 86 gi 


11002 Bacteria; 


Synergistetes; Synerg 
1653665 1653552 1 114 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1850236 1850123 1 114 gi 
n A50-7-3 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


gi 


1918467 1918382 1 86 gi 


bacillales; Lactobacillaceae; Pediococ 


tes; Clostridia; Clostridiales; Veillonellaceae; 
768336 768223 1 114 gi| 265678534 
osomal RNA, partial sequence 767437 76891 
Rhizobiales; Hyphomicrobiace 
947355 947274 1 82 gi| 265678414 

rain 2K1 16S ribosomal RNA, partial sequence 
cteria; Proteobacteria; Betaproteobacteria; Burk 
1164691 1164606 1 86 gi| 228720667 


1163739 11652 


1652728 16542 


16S ribosomal RNA, partial sequence 1917484 19190 


nellaceae; 
228719312 
ence 11713 
istia; Syn 


219878439 
anthomonad 
219878302 
equence 

ia; Xantho 


219878249 


cus. 


455348 Bacteria_16S 


2013323 2013238 1 86 gi 


ref |NR_026032.1 
eae. 
ref |NR_026030.1 
71 3696836 Actino 


ref|NR_029241.1 
5 195842 Methyl 
ethylococcaceae; 
ref|NR_029240.1 


acea 
ref 


e; Methylomi 
NR_029136.1 


ref |NR_029123.1 
7 Sphingopyxis 
adaceae; Sphingo 
ref |NR_028840.1 
5 765927 Mitsuo 


Mitsuokella. 
ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 


ref|NR_025578.1 
aceae; Thermomon 
ref|NR_025441.1 

1849299 185079 
monadales; Xanth 


ref|NR_025388.1 


219878187 


Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


llales; Pasteurellaceae; Actinobacillus. 
219846346 |ref|NR_025937.1| Avibacterium volantium 
3824598 3826078 Avibacterium volantium 
llales; Pasteurellaceae; Avibacterium. 
219846321|ref|NR_025911.1| Lactobacillus reuteri 
bacillus reuteri Bacteria; Firmicutes; 
219846222|ref|NR_025812.1| Pontibacillus 
sequence 4003594 4005020 Pontibacillus 
eae; Pontibacillus. 
219846060|ref|NR_025650.1| Bacillus macyae strain 
lus macyae Bacteria; Firmicutes; 
265678975 |ref|NR_029283.1| Chrysiogenes arsenatis 
130392 131902 Chrysiogenes arsenatis Bacteria; 
ogenes. 
265678974|ref|NR_029282.1| Rhodothermus marinus 
131953 133495 Rhodothermus marinus Bacteria; 
dothermaceae; Rhodothermus. 
265678936|ref|NR_029244.1| Methylomicrobium album 
189853 191306 Methylomicrobium album Bacteria; 
ethylococcaceae; Methylomicrobium. 
265678934|ref|NR_029242.1| Methylobacter 
NA, partial sequence 192873 194334 


Methylococcales; 


Methylococcus 

ococcus capsulatus 
Methylococcus. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Pediococcus parvulus 


5 Pediococcus parvulus Bacteria; 


Sphingopyxis terrae 


terrae Bacteria; 


pyxis. 
Mitsuokella 
kella jalaludinii 


Mitsuokella. 
ref |NR_028838.1| Devosia neptuniae 
4 Devosia neptuniae Bacteria; 
ae; Devosia. 
ref|NR_028716.1| Hydrogenophaga 
946409 947922 Hydrogenophaga 
holderiales; Comamonadaceae; 
ref|NR_027596.1| Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas 
8 Thermomonas 
omonadaceae; 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


ref |NR_025326.1 


Hyphomonas 


jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


455348 Bacteria_16S 
hydrothermalis strain SGM-6 16S ribosomal RNA, 
hydrothermalis Bacteria; 


Thermomonas. 


455348 Bacteria_16S 


2093996 2093883 1 
Proteobacteria; 


2184887 21847741 


114 


114 


gi 


partial 
Gammaproteobacteria; 


gi 


219878126 
sequence 


219857609 


taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 


taiwanensis Bacteria; 


Pseudoxanthomonas. 


455348 Bacteria_16S 
strain RP5557 16S ribosomal RNA, partial 
Proteobacteria; 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


455348 Bacteria_16S 
oligophenolica 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
455348 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


Bacteria; 


Bacteria; 
455348 Bacteria_16S 


Proteobacteria; 


2625203 2625091 1 


2885454 2885369 1 


3110933 3110820 1 


Firmicutes; 
3274439 32743541 


114 


86 


114 


86 


Gammaproteobacteria; 


gi 


gi 


2884576 2885881 Sphingomonas 


Sphingomonadales; Sphingomonadaceae; 


gi 


219857248 


219856866 


219846848 


strain BT 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 


gi 


Xanthomonadales; 


NR_025265.1| Thermomonas 
2093069 2094546 Thermomonas 


Xanthomonadales; Xanthomonadaceae; 


NR_025198.1| Pseudoxanthomonas 
183928 2185466 Pseudoxanthomonas 
Xanthomonadaceae; 


ref 


ND 


ref|NR_024878.1] Rhodanobacter 


sequence 2624254 2625756 Rhodanobacter 
Gammaproteobacteria; Xanthomonadales; 


Xanthomonadaceae; 
ref Sphingomonas 
oligophenolica Bacteria; 
Sphingomonas. 


NR_024685.1 


ref|NR_026440.1] Sporotomaculum 
3110031 3111466 Sporotomaculum 
Peptococcaceae; Sporotomaculum. 


strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 


Firmicutes; 


strain Z-7692 16S 
Spirochaetes; 


Clostridia; 
455348 Bacteria_16S 

ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; 
455348 Bacteria_16S 


AS145 16S ribosomal RNA, partial sequence 


Clostridiales; 
3315514 33154011 


3788979 3788874 1 


114 


106 


3788062 3789489 Ehrlichia 


Eubacteriaceae; 


gi 


219846738|ref|NR_026330.1| Eubacterium callanderi 
Eubacterium. 
219846710|ref|NR_026302.1| Spirochaeta africana 


3314589 3316062 Spirochaeta africana Bacteria; 


gi 


Spirochaeta. 


219846371 


Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Ehrlichia. 


455348 Bacteria_16S 


3837508 3837408 1 


101 


strain 62 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
455348 Bacteria_16S 
laevolacticus strain M-8 16S ribosomal RNA, 
laevolacticus Bacteria; 
455348 Bacteria_16S 


3958703 3958618 1 


Firmicutes; 
4000012 3999899 1 


86 


114 


strain 25-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
455348 Bacteria_16S 
2301083 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


sanguinis strain 
sanguinis Bacteria; 


455348 Bacteria_16S 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 


Bacteria; 


Firmicutes; 


4083293 4083208 1 
47772 47688 1 


60019 59907 1 


Bacillales; 


86 


85 


113 


strain TCl 16S ribosomal RNA, partial sequence 


61567 61455 1 


113 


strain Y6 16S ribosomal RNA, partial sequence 


79451 79367 1 


85 


gi 


219846337 


ref|NR_025962.1| Ehrlichia muris strain 


muris Bacteria; Proteobacteria; 
ref 


NR_025927.1| Halomonas pacifica 


3836584 3838063 Halomonas pacifica Bacteria; 


gi 


gi 


219846253 


complete sequence 


Bacillales; Sporolactobacillaceae; 


219846225 


Halomonadaceae; 


Halomonas. 
ref|NR_025843.1| Sporolactobacillus 
3957761 3959244 Sporolactobacillus 
Sporolactobacillus. 
NR_025815.1] Silanimonas lenta 


ref 


3999120 4000501 Silanimonas lenta Bacteria; 


gi 


gi 


gi. 


59080 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
455348 Bacteria_16S 


gi 


60630 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
455348 Bacteria_16S 


gi 


219846164 


265679032 
46828 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
455348 Bacteria_16S 


265679024 
60579 


265679023 
62129 


265679011 


anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 


anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; 


Pseudomonas. 


455348 Bacteria_16S 


antarctica strain 
Bacteria; 
Pseudoalteromonas. 


455348 Bacteria_16S 


strain Z-7937 16S 
Firmicutes; 


455348 Bacteria_16S 


Clostridia; 


82432 82348 1 


91463 91379 1 


Halanaerobiales; 
220143 220044 1 


85 


85 


ribosomal RNA, partial sequence 
Halobacteroidaceae; 


101 


gi 


NF3 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


265679009 
81499 


kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 


kaustophilus Bacteria; 
455348 Bacteria_16S 


Firmicutes; 
244669 244585 1 


Bacillales; 


85 


strain LC 1 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 
455348 Bacteria_16S 


280708 280596 1 


113 


Clostridiales; Veillonellaceae; 


sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 


sulfurreducens Bacteria; 


Geobacter. 


455348 Bacteria_16S 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 


Proteobacteria; 


292976 292892 1 


Deltaproteobacteria; 


85 


anthomonadaceae; 


Paenibacillus. 


anthomonadaceae; 


anthomonadaceae; 


Silanimonas. 
ref|NR_025754.1| Paenibacillus 
4082348 4083822 Paenibacillus 


ref |NR_029340.1| Alcanivorax 
48321 Alcanivorax borkumensis 
Alcanivoracaceae; Alcanivorax. 
ref |NR_029332.1| Xanthomonas theicola 
Xanthomonas theicola Bacteria; 
Xanthomonas. 
ref |NR_029331.1| Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 
Xanthomonas. 
NR_029319.1] Pseudomonas 
Pseudomonas 


ref 


Pseudomonadales; Pseudomonadaceae; 


ref|NR_029317.1| Pseudoalteromonas 
83011 Pseudoalteromonas antarctica 


gi|265679002|ref|NR_029310.1| Natroniella acetigena 
90540 92000 Natroniella acetigena Bacteria; 
Natroniella. 
gi|265678916|ref|NR_029224.1| Geobacillus 
219184 220608 Geobacillus 
Bacillaceae; Geobacillus. 
gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
243690 245115 Megasphaera elsdenii Bacteria; 
Megasphaera. 
gi| 265678873 |ref|NR_029179.1| Geobacter 
279814 281221 Geobacter 
Desulfuromonadales; Geobacteraceae; 
gi|265678865|ref|NR_029171.1| Aggregatibacter 


292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 


455348 Bacteria_ 


strain OK2 16S ri 
G 


Proteobacteria; 
455348 Bacteria_ 


asymbiotica subsp 


455348 Bacteria_ 
strain TF-27 16S 
Proteobacteria; 


Pseudomonas. 


455348 Bacteria_16S 


strain CFBP 2022 
Proteobacteria; 


Pseudomonas. 


455348 Bacteria_16S 


G 


G 


16S 385291 385207 1 85 


bosomal RNA, partial sequence 
16S 


400633 400549 1 85 


; Enterobacteriaceae; Photorhabdus. 
16S 434728 434644 1 85 
ribosomal RNA, partial sequence 


445495 445411 1 
ain IH5 16S ribosomal RNA, 
teria; Proteobacteria; 


85 


457847 457763 1 85 


459299 459215 1 85 


471396 471312 1 85 


strain DLE411J 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
455348 Bacteria_16S 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
455348 Bacteria_16S 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, 
marinisedimentorum Bacteria; 
455348 Bacteria_16S 
aerosaccus strain G 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
455348 Bacteria_16S 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
455348 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; 


strain P 527/13 1 
Proteobacteria; 


strain P 538/23 1 
Proteobacteria; 


strain S-606 16S 
Proteobacteria; 


strain Iso-46 16S 
Proteobacteria; 


nivimaris strain 
Bacteria; 


strain 520-20 16S 
Proteobacteria; 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


455348 Bacteria_16S 


N7 16S ribosomal 
Gammaproteobacter 


455348 Bacteria_16S 


strain WoG13 16S 
Firmicutes; Clost 


455348 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


G 


G 


G 


G 
455348 Bacteria_16S 
G 
Proteob 


455348 Bacteria_16S 


G 
455348 Bacteria_16S 


488324 488240 1 85 


515802 515718 1 85 


Proteobacteria; 


528119 528035 1 85 


547885 547801 1 85 


acteria; Proteobacteria; 


555589 555505 1 85 
6S ribosomal RNA, partial sequence 


557131 557047 1 85 
6S ribosomal RNA, partial sequence 


558675 558591 1 85 
6S ribosomal RNA, partial sequence 


575337 575253 1 85 
ribosomal RNA, partial sequence 


587312 587228 1 85 
ribosomal RNA, partial sequence 


613082 612998 1 85 


ribosomal RNA, partial sequence 


672245 672161 1 85 


ammaproteobacteria; Pseudomonadales; P 


australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 
Enterobacteriales 


ammaproteobacteria; Alteromonadales; 
455348 Bacteria_16S 
rhizosphaerae str 
rhizosphaerae Bac 


complete se 
Gammaproteobact 


16S ribosomal RNA, partial sequence 456977 45835 
ammaproteobacteria; Pseudomonadales; P 
455348 Bacteria_16S 
palleroniana strain CFBP 4389 16S ribosomal RNA, partia 
palleroniana Bacteria; Proteobacteria; Gammaproteobacte 


Gammaprote 


train KMM 3635 16S ribosomal RNA, part 
Gammaproteoba 


ammaproteobacteria; Pseudomonadales; P 
455348 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
455348 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
455348 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; M 
ammaproteobacteria; Pseudomonadales; M 


455348 Bacteria_16S 
88/2-7 16S ribosomal RNA, partial sequ 


motogales; Thermotogaceae; Marinitoga. 
455348 Bacteria_16S 


gi| 265678798 
384340 38587 


gi| 265678788 


gi| 265678765 
433793 43528 
Shewanellac 
gi| 265678758 
quence 
eria; Pseu 


gi| 265678746 
seudomonad 
265678745 
1 sequence 
ria; Pseud 


gi 


gi| 265678737 
470446 47199 
seudomonad 
265678726 
ce 48737 
irillales; 
265678708 
partial se 
obacteria; 
265678700 

52719 
nadales; M 
265678687 
ial sequen 
cteria; Al 


gi 


gi 


gi 


gi 


gi| 265678682 
554659 55615 
seudomonad 
gi| 265678681 
556201 55769 
seudomonad 
gi| 265678680 
557743 55923 
seudomonad 
gi| 265678669 
574450 57581 
oraxellace 
gi| 265678661 
586359 58785 
oraxellace 
265678643 
ence 61213 


gi 


acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Ps 
640476 640392 1 85 gi|265678624|ref|NR_028929.1 
ribosomal RNA, complete sequence 639529 64105 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
655564 655480 1 85 gi| 265678613 |ref|NR_028918.1 
ain 116 16S ribosomal RNA, partial sequence 654656 656081 
teria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
660075 659991 1 85 gi|265678609|ref|NR_028914.1 
RNA, partial sequence 659171 660617 Moraxella canis Bacte 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 
666213 666129 1 85 gi|265678605|ref|NR_028910.1 
ribosomal RNA, partial sequence 665236 66673 
ridia; Clostridiales; Syntrophomonadaceae; Pelospora. 
670663 670579 1 85 gi|265678602|ref|NR_028907.1 


669757 67122 


seudomonad 


ref|NR_029103.1 
0 Pseudomonas 
aceae; Pseudomon 
ref |NR_029093.1 
rtial sequence 


ref|NR_029070.1 
eae; Shewanella 
ref|NR_029063.1 

444544 446074 
domonadales; Pse 


ref|NR_029051.1 
aceae; Pseudomon 
ref|NR_029050.1 

458401 459808 
omonadales; Pseu 
ref |NR_029042.1 
aceae; Pseudomon 
ref|NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref|/NR_029013.1 
quence 514864 
Reinekea. 
ref|NR_029005.1 
2 528675 Enhydr 
oraxellaceae; En 
ref|NR_028992.1 
ce 546976 548458 
teromonadales; P 
ref|NR_028987.1 
acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028985.1 


aceae; Pseudomon 
ref|NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028948.1 
0 613627 Psychr 


gi|265678601 


Pseudomonas lutea 


lutea Bacteria; 


as. 
Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 
Pseudomonas 
Pseudomonas 

domonadaceae; 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Marinomonas 
monas ushuaiensis 


Reinekea 
516365 Reinekea 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 

Psychrobacter pulmonis 
pulmonis Bacteria; 

rs 

Psychrobacter faecalis 
faecalis Bacteria; 

re. 

Psychrobacter 

obacter nivimaris 
ychrobacter. 
Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Psychrobacter 
Psychrobacter 
axellaceae; 


Moraxella canis strain 
ria; Proteobacteria; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Marinitoga camini 


5 Marinitoga camini Bacteria; 


ref |NR_028906.1 


Pseudomonas 


frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 


frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


455348 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; 


strain NVI 88/478 
Proteobacteria; 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


455348 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; 


strain AIP313.00 


G 
455348 Bacteria_16S 


G 
455348 Bacteria_16S 


G 
455348 Bacteria_16S 
16S ribosomal RNA, partial sequence 804384 80579 


699515 699416 1 101 
ibosomal RNA, partial sequence 


gi 


265678583 


698584 69993 


ref|NR_028888.1 


1 Anaeroglobus 


Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
711198 711114 1 85 gi| 265678575 |ref|NR_028880.1| Moritella viscosa 
16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

785364 785280 1 85 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
in CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

791493 791409 1 85 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
6S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
ammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

805278 805194 1 85 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 


geminatus Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglobus. 

455348 Bacteria_16S 867684 867572 1 113 gi|265678467|ref|NR_028770.1| Xanthomonas cynarae 
strain CFBP 4188 16S ribosomal RNA, partial sequence 866725 868276 Xanthomonas cynarae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 938026 937942 1 85 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

455348 Bacteria_16S 953592 953508 1 85 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

455348 Bacteria_16S 955152 955068 1 85 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 

455348 Bacteria_16S 961274 961190 1 85 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

455348 Bacteria_16S 965901 965817 1 85 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 
Salinivibrio. 

455348 Bacteria_16S 967485 967385 1 101 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

455348 Bacteria_16S 993583 993499 1 85 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

455348 Bacteria_16S 1004263 1004179 1 85 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 
strain ATCC 33433 16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

455348 Bacteria_16S 1005787 1005703 1 85 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

455348 Bacteria_16S 1010274 1010190 1 85 gi|265678371|ref|NR_028673.1| Shewanella algae 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

455348 Bacteria_16S 1011824 1011740 1 85 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

455348 Bacteria_16S 1013319 10132351 85 gi|265678369|ref|NR_028671.1| Moraxella caviae 
strain GP1l1l 16S ribosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

455348 Bacteria_16S 1014815 10147311 85 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

455348 Bacteria_16S 1016311 1016227 1 85 gi|265678367|ref|NR_028669.1| Moraxella catarrhalis 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

455348 Bacteria_16S 1017808 1017724 1 85 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

455348 Bacteria_16S 1051563 1051479 1 85 gi|265678343|ref|NR_028645.1| Marinospirillum 


insulare strain K 


16S ribosomal RNA, partial sequence 


1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 


455348 Bacteria_ 
primoryensis stra 


primoryensis Bac 


455348 Bacteria_ 
psychrophila stra 
Proteob 


Bacteria; 


455348 Bacteria_ 


strain DB21MT-5 
Proteobacteria; 


455348 Bacteria_ 
dehalogenans 2CP- 


2CP-1 Bacteria; 


Anaeromyxobacter. 
455348 Bacteria_ 


strain JT7304 16 
Proteobacteria; 


455348 Bacteria_ 


acetiphilus DSM 
12809 Bacteria; 


455348 Bacteria_ 


sarecensis strai 
Bacteria; Proteo 


455348 Bacteria_ 


pv. juglandis st 
pv. juglandis Ba 
Xanthomonas. 


455348 Bacteria_ 


DSM 9799 16S rib 
Proteobacteria; 


455348 Bacteria_ 


denitrificans st 
denitrificans OS 
Shewanella. 


455348 Bacteria_ 


strain KA3 16S r 
Thermotogae; The 


455348 Bacteria_16S 1403476 1403392 1 85 gi|219857444 
ulvae strain UL12 16S ribosomal RNA, partial sequence 14026 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
Pseudoalteromonas. 

455348 Bacteria_16S 1415482 1415398 1 85 gi| 224581448 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 14160 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
455348 Bacteria_16S 1423160 1423076 1 85 gi| 224581443 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 14222 


Bacteria; 


455348 Bacteria_ 
strain R7 16S rib 
G 
455348 Bacteria_ 


Proteobacteria; 


bryozoorum strai 
Bacteria; 


455348 Bacteria_ 
pacificensis stra 
pacificensis Bact 


Psychrobacter. 


455348 Bacteria_ 
strain 8025 16S r 
G 
455348 Bacteria_ 


Proteobacteria; 


subsp. 
subsp. 


455348 Bacteria_ 
decolorationis st 
decolorationis Ba 


Shewanella. 


455348 Bacteria_ 
proteolytica stra 
proteolytica Bact 


Pseudomonas. 


455348 Bacteria_ 
strain CMS 38 16S ribosomal RNA, partial sequence 


Proteob 


Proteob 


smithia st 
smithia Ba 


16S 1065193 1065109 1 85 gi 


teria; 
16S 


Proteobacteria; 


1089058 1088974 1 85 gi 


16S 1111729 1111645 1 
16S ribo 
Gammapro 
16S 1120824 1120712 1 
1 16S r 
roteoba 


85 gi 
somal RNA, partial sequence 11 


113 gi 
ibosomal RNA, partial sequence 
Pp cteria; 
16S 1152574 1152490 1 
S ribosomal RNA, partial sequence 

Gammaproteobacteria; Alteromonadales; 
16S 1196508 1196424 1 85 gi 
1 
Deferribacteres; Deferribacterales; 
16S 1276290 1276190 1 101 

n 
b 
16S 
r 
c 


85 gi 


gi 


1312481 1312369 1 113 gi 


teria; Proteobacteria; 
16S 
fo) 
Gammaproteobacteria; Alteromonadales; 
16S 1385570 1385486 1 85 gi 
- 
2 


1343220 1343136 1 85 gi 


17 Bacteria; Proteobacteria; 


16S 
i 
xr 


1396047 1395963 1 85 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 


gi 


16S 
n 


1462806 1462722 1 85 gi 


16S 1470417 1470333 1 85 gi 


eria; Proteobacteria; Gammaproteobacte 


16S 1512593 1512509 1 85 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
16S 1571431 1571331 4 104 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
16S 1608287 1608203 1 85 gi 
rain S12 16S ribosomal RNA, partial se 
cteria; Proteobacteria; Gammaproteobac 


gi 


16S 1641458 16413741 85 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


16S 1643020 1642936 1 85 gi 


in KMM 3633 16S ribosomal RNA, partial 
Gammaproteobacte 


in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
teobacteria; Alteromonadales; M 
Deltaproteobacteria; My 
1151622 11530 


P 


2809 16S ribosomal RNA, partial sequen 
Def 


LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 


ain LMG 747 16S ribosomal RNA, partial 
Gammaproteobact 
somal RNA, partial sequence 1342254 1343799 Ferri 
E 
ain 0S217 16S ribosomal RNA, partial s 


Gammaprot 


1395106 13965 


acteria; Gammaproteobacteria; Pseudomonadales; M 
16S 1446320 1446236 1 85 gi| 224581423 
osomal RNA, partial sequence 1445391 14468 


ammaproteobacteria; Pseudomonadales; M 


50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


in NIBH P2K6 16S ribosomal RNA, partia 


1511717 15130 


265678334 
sequence 
ria; Ocean 
265678317 
ence 10881 
nadales; P 
265678301 
10771 11122 
oritellace 
228716127 
11198 
xococcales 
253680755 
sychromona 
228715574 
ce 11955 
erribacter 
219846179 
ce 12753 
irillales; 
228721465 
sequence 
eria; Xant 


228721107 


errimonada 
228716834 
equence 


228715882 


oraxellace 
224581411 
ence 14618 
nadales; 
224581406 
1 sequence 
ria; Pseud 


219878127 


steurellac 
219878156 
al sequenc 
teria; Aer 
219878471 
quence 

teria; Alt 


219878449 
equence 
ria; Pseud 


eobacteria; 


ref 


ref 


ref 


ae; 


ref 
561 


, 


ref 


ref 


ref 


ref 


ref 


ref 


v 


ref 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


ref 


ref 


ref 


ref 


219878448 


ref 


1064282 10657 
ospi 


07 1089634 Pseud 
seud 


cy 


67 Psychromonas 
dace 


acea 


1311542 13130 
homo 


mona 
ceae; 


1384632 13861 
Al 


05 1403959 Pseud 
seud 


15 1423690 Psych 
orax 


81 Psychrobacter 
e 


62 1463368 Marin 
Alter 


1469465 14709 
omon 


e 1570477 15719 
omon 


1607365 16088 


eromonadales; 


1640520 16420 
omon 


NR_028636.1 


rillales; M 
NR_028619.1 
omonadaceae; 
NR_028602.1 


Moritella. 
NR_027547.1 
121404 Anaer 
stobacterin 


NR_028003.1 


ae; Psychro 
NR_027535.1 


65 1197080 Denitr 
Denitrovi 


e; 
NR_025769.1 


63 1276810 Chromo 
Hal 


omonadaceae; 
NR_027606.1 
4 
nadales; Xa 
NR_027602.1 
s balearica 
; Ferrimona 
NR_027556.1 
3 
teromonadal 


NR_027541.1 


NR_025032.1 
oalteromona 
NR_027230.1 


e; Pseudomo 
NR_027225.1 


ellaceae; Ps 
NR_027204.1 


Psychrobact 
NR_027192.1 


omonadaceae 
NR_027187.1 
9 
a 


adales; Mor 


NR_025266.1 


Histophilu 
NR_025295.1 
8 
adales; Aero 
NR_025610.1 
1 
Sh 
NR_025588.1 
3 
u 


adales; Pse 


NR_025587.1 


0 
a 


fo} 


fo} 
e 


n 


s 


e 


fo) 
d 


n 


r 


fe) 
; 


Ss. 


Marinomonas 
0 Marinomonas 
rinomonas. 
Pseudomonas 
monas psychrophila 
Pseudomonas. 
Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Psychromonas kaikoae 


kaikoae Bacteria; 
monas. 


Denitrovibrio 

ovibrio acetiphilus DSM 

brio. 

Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Xanthomonas arboricola 

3 Xanthomonas arboricola 

thomonadaceae; 


Ferrimonas balearica 
DSM 9799 Bacteria; 


Shewanella 
1 Shewanella 


s; Shewanellaceae; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 
acea 


as. 
Psychrobacter 

obacter maritimus 
ychrobacter. 
Psychrobacter arenosus 
arenosus Bacteria; 

rs 

Marinobacter 

bacter bryozoorum 
Marinobacter. 
Psychrobacter 

0 Psychrobacter 
xellaceae; 


Histophilus somni 


77 Histophilus somni Bacteria; 
eae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Shewanella 
2 Shewanella 
ewanellaceae; 


Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


1642082 1643592 Pseudomonas meridiana Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


455348 Bacteria_16S 
strain CMS 35 16S 


455348 Bacteria_16S 


strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


455348 Bacteria_16S 
strain CFBP 2341 


455348 Bacteria_16S 


1644581 1644497 1 


1655212 1655100 1 


1694900 1694816 1 


1696444 1696360 1 


85 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


113 


85 


85 


strain TO1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
455348 Bacteria_16S 


1722442 1722358 1 


85 


strain NF11 16S ribosomal RNA, partial sequence 


455348 Bacteria_16S 


1723983 1723899 1 


85 


strain NF23 16S ribosomal RNA, partial sequence 


455348 Bacteria_16S 


1754394 1754310 1 


85 


gi| 219878447 


1643643 16451 


gi|219878438 


1654275 16557 


gi|219878411 


16S ribosomal RNA, partial sequence 1693968 16954 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi|219878410 
1695512 16970 


gi| 219878393 


1721510 1723000 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


gi|219878392 


1723051 1724541 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


gi|219878370 


agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 


agarivorans Bacteria; 
Pseudoalteromonas. 
455348 Bacteria_16S 


strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 17565 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


455348 Bacteria_16S 


Proteobacteria; 


1755954 1755870 1 


1757525 1757441 1 


Gammaproteobacteria; 


85 


85 


strain 2825 16S ribosomal RNA, partial sequence 


455348 Bacteria_16S 
marincola strain 


455348 Bacteria_16S 
submarinus strain 


455348 Bacteria_16S 


livingstonensis strain NF22 16S ribosomal RNA, partial 
livingstonensis Bacteria; 


Shewanella. 
455348 Bacteria_16S 


1825829 1825745 1 


1827307 1827223 1 


1847154 1847070 1 
Proteobacteria; 


1929215 1929131 1 


85 


85 


85 


85 


strain 2674 16S ribosomal RNA, partial sequence 


455348 Bacteria_16S 


1930751 1930667 1 


85 


strain 2693 16S ribosomal RNA, partial sequence 


455348 Bacteria_16S 


broegbernensis strain B1616/1 16S ribosomal RNA, partial 
broegbernensis Bacteria; 


Pseudoxanthomonas. 
455348 Bacteria_16S 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; 


Stenotrophomonas. 
455348 Bacteria_16S 


strain T9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


455348 Bacteria_16S 


strain 63 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 


455348 Bacteria_16S 


elongatus strain DSM 681 
elongatus Bacteria; Prot 


Microbulbifer. 
455348 Bacteria_16S 


salipaludis strain SM-1 


Bacteria; 
455348 Bacteria_16S 


strain Ps 9-14 16S ribos 


Proteobacteria; 
455348 Bacteria_16S 


Proteobacteria; 


2041868 2041756 1 
Proteobacteria; 
2043426 2043314 1 
Proteobacteria; 


2086446 2086362 1 


2092444 2092360 1 


2116829 2116745 1 


2138002 2137918 1 


2143994 21439101 


2145499 2145415 1 


113 


113 


Gammaproteobacteria; 


85 


85 


85 


85 


85 


omal RNA, partial sequence 
Gammaproteobacteria; 


85 


gi|219878369 


gi|219878367 


1756574 1758069 Psychromonas 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 


gi|219878319 


KMM 277 16S ribosomal RNA, partial sequence 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; 


gi|219878318 


KMM 225 16S ribosomal RNA, partial sequence 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; 


219878304 
sequence 


gi 


Gammaproteobacteria; Alteromonadales; S 


gi| 219878242 


1928261 19297 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


gi| 219878241 


1929813 19313 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


gi|219878167 


gi|219878166 


gi|219878132 
2085504 20870 


gi|219878128 
2091488 20930 


gi|219857657 


0 16S ribosomal RNA, partial sequence 
eobacteria; Gammaproteobacteria; 


gi|219857643 


16S ribosomal RNA, partial sequence 21370 
Gammaproteobacteria; Alteromonadales; 


gi| 219857639 
2143068 21445 


219857638 


gi 


umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


ref|NR_025586.1 


ref|NR_025577.1 
ref 


NR_025550.1 


ref|NR_025549.1 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
Pseudomonas. 


Thermomonas fusca 


71 Thermomonas fusca Bacteria; 
Thermomonas. 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
Pseudomonas. 


Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
Pseudomonas. 
NR_025532.1| Psychrobacter 


ref luti 


Alteromonadales; 


Pseudomonadales; 


Pseudomonadales; 


sequence 


Gammaproteobacteria; Xanthomonadales; Xa 


Xanthomonadales; X 


Alteromonadales; 


Alteromonadaceae 


ref|NR_025531.1 


ref|NR_025509.1 
1753455 175495 


ref|NR_025508.1 
Halomonas 


ref|NR_025506.1 


ref|NR_025458.1 
1824887 182631 
Moraxel 
ref|NR_025457.1 
1826365 182779 


ref |NR_025443.1 
1846218 184771 


ref |NR_025381.1 
Moritella. 
ref|NR_025380.1 
Moritella. 
ref|NR_025306.1 

2040918 204243 


ref|NR_025305.1 
2042490 204400 


ref|NR_025271.1 
Alcaniv 
ref |NR_025267.1 
Shewanella. 
ref |NR_025246.1 

2115900 211739 


ref |NR_025232.1 
73 2138564 Microb 

, 
ref 


NR_025228.1 


Pseudomon 
ref|NR_025227.1 


Moraxellaceae; 


luti Bacteria; 


Psychrobacter. 


Psychrobacter fozii 


fozii Bacteria; 


Psychrobacter. 


Pseudoalteromonas 
9 Pseudoalteromonas 


Pseudoalteromonadaceae; 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Psychromonas profunda 


profunda Bacteria; 
Psychromonas. 


Psychrobacter 
4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 
2 Psychrobacter 
Psychrobacter. 
Shewanella 
2 Shewanella 
hewanellaceae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 
Alcanivoracaceae; 


orax. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 
Pseudomonadales; Pseudomonadaceae; 


as. 
Pseudomonas 


2144573 214602 


7 Pseudomonas 


455348 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; 


G 


455348 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; 


G 


455348 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


455348 Bacteria_16S 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


Yr. 


455348 Bacteria_16S 


guaymasensis stra 
Bacteria; Aquific 


455348 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


ria; 


455348 Bacteria_16S 


ruthenica strain 
Bacteria; Proteob 


455348 Bacteria_16S 


issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 


455348 Bacteria_16S 


flavipulchra stra 
flavipulchra Bact 


455348 Bacteria_16S 


strain ACEM 9 16S 
Proteobacteria; G 


455348 Bacteria_16S 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 23175 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


Bacteria; 


455348 Bacteria_16S 


acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 
acidaminiphila Bacteria; 


Stenotrophomonas. 


455348 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; 


455348 Bacteria_16S 
strain CFML 97-514 16S ribosomal RNA, partial sequence 


Bacteria; 


455348 Bacteria_16S 


strain ATCC49733 
Proteobacteria; 


455348 Bacteria_16S 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial 


quisquiliarum Bacteria; 


Methylosarcina. 


455348 Bacteria_16S 


strain AML-C10 16S ribosomal RNA, partial sequence 


Proteobacteria; 


455348 Bacteria_16S 


strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 24435 
Gammaproteobacteria; Alteromonadales; S 


Proteobacteria; 


455348 Bacteria_16S 
maricaloris strain KMM636 16S ribosomal RNA, partial se 
maricaloris Bacteria; 


Pseudoalteromonas. 


455348 Bacteria_16S 
thivervalensis strain SBK26 16S ribosomal RNA, partial 
Gammaproteobac 


thivervalensis Bacteria; 


Pseudomonas. 


455348 Bacteria_1 


6S 


Bacteria; 


hermodesulfobacteria; 


2175842 2175758 1 


2189493 2189409 1 


2224171 2224087 1 


2231822 2231722 4 


2234886 2234802 1 
Proteobacteria; 


2271723 2271639 1 


2273195 22731111 
Proteobacteria; 

2291391 2291307 1 

Proteobacteria; 


2294455 22943711 


2318542 2318430 1 


2320134 2320022 1 
Proteobacteria; 


2321686 2321602 1 


2323238 23231541 


2363999 2363915 1 


2412638 24125541 
Proteobacteria; 


2414203 2414119 1 


2442999 2442915 1 


2447584 2447500 1 
Proteobacteria; 
2521611 2521527 1 

Proteobacteria; 


2529163 2529079 1 


Proteobacteria; 


85 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; 


85 


85 


104 


85 


85 


85 


85 


85 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


113 


113 


Gammaproteobacteria; 


85 


85 


85 


85 


Gammaproteobacteria; Meth 


85 


85 


85 


85 


85 


gi 


2174910 2176403 Psychrobacter 


gi 


gi 


gi 


in H2 16S ribosomal RNA, partial sequence 
ae; Aquificales; Hydrogenothermaceae; 


gi 


n CFBP 5705 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


gi 


ain KMM 3549 16S ribosomal RNA, partial 
teria; 


gi 


in NCIMB2033 16S ribosomal RNA, partial 
eria; 
Pseudoalteromonas. 


gi 


2293525 22949 
Shewanellac 


gi 


gi 


gi 


1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


gi 


16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pasteurellac 


gi 


gi 


2413261 24147 
Gammaproteobacteria; Methylococcales; Methylococc 


gi 


gi 


Gammaproteobacter 


gi 


gi 


219857616 


219857606 


Gammaproteobacteria; Pseudomonadales; 


219857583 


R29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus 
Thermodesulfobacteriales; 


219857578 


219857576 


219857552 


219857551 


219857538 


219857535 


219857517 


219857516 
Xan 


219857515 
23207 


219857514 
23223 


219857485 


219857452 
sequence 


219857451 


219857424 


hewanellac 
219857421 
quence 

ia; 


219857363 
sequence 
teria; Pse 


Pseudomonadales; 


sequence 
Gammaproteobacteria; Alteromonadales; 


sequence 


Gammaproteobacteria; Alteromonadales; 


Xanthomonadaceae; 


Alteromonadales; 


ref|NR_025205.1| Psychrobacter jeotgali 
jeotgali Bacteria; 
Psychrobacter. 


ref|NR_025195.1| Shewanella fidelis 


6S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 


ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
2219730 2219646 1 85 gi|219857586|ref|NR_025174.1| Pseudomonas 
strain KMM 3447 16S ribosomal RNA, partial sequence 2218792 2220307 Pseudomonas 


Pseudomonadaceae; 


ref|NR_025171.1| Thermodesulfatator 


DSM 
Thermodesulfobacteriaceae; 


ref|NR_025166.1| Persephonella 


2230913 2232371 Persephonella guaymasensis 
Persephonella. 


Pseudomonas 
2233956 2235447 Pseudomonas 
Pseudomonadaceae; 
ref 


NR_025140.1| Pseudoalteromonas 


KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


. Pseudoalteromonas 
2272329 2273774 Pseudoalteromonas 
Pseudoalteromonadaceae; 


Pseudoalteromonas 
2290487 2291969 Pseudoalteromonas 
Pseudoalteromonadaceae; 


ref|NR_025123.1| Shewanella olleyana 
83 Shewanella olleyana Bacteria; 
eae; Shewanella. 
ref|NR_025105.1| Pseudoxanthomonas 
82 2319121 Pseudoxanthomonas mexicana 
Pseudoxanthomonas. 
ref|NR_025104.1] Stenotrophomonas 
2319172 2320713 Stenotrophomonas 
thomonadales; Xanthomonadaceae; 


ref|NR_025103.1| Pseudomonas brenneri 
64 2322265 Pseudomonas brenneri Bacteria; 
Pseudomonas. 

ref|NR_025102.1| Pseudomonas grimontii 
16 2323816 Pseudomonas grimontii 
seudomonadaceae; Pseudomonas. 
ref|NR_025073.1| Haemophilus felis 

76 Haemophilus felis Bacteria; 

eae. 
ref|NR_025040.1| Methylosarcina 
2411699 2413210 Methylosarcina 
ylococcales; Methylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 

76 Methylosarcina fibrata Bacteria; 

aceae; Methylosarcina. 

ref|NR_025012.1| Shewanella japonica 

41 Shewanella japonica Bacteria; 

eae; Shewanella. 

ref|NR_025009.1| Pseudoalteromonas 
2446675 2448124 Pseudoalteromonas 

Pseudoalteromonadaceae; 


ref|NR_024951.1] Pseudomonas 
2520665 2522094 Pseudomonas 
udomonadales; Pseudomonadaceae; 


219857358 


ref|NR_024946.1| Pseudomonas fragi 


strain ATCC 4973 16S ribosomal RNA, partial sequence 2528225 2529682 Pseudomonas fragi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


455348 Bacteria_16S 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 
455348 Bacteria_16S 
strain CIP 105469 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
455348 Bacteria_16S 
strain CIP 105470 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
455348 Bacteria_16S 
strain CIP 105259 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
455348 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


455348 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


455348 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


455348 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


455348 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


455348 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


455348 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


455348 Bacteria_16S 


strain P925 16S r 
Proteobacteria; G 


455348 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


455348 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


455348 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


455348 Bacteria_16S 
in MD17 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


455348 Bacteria_16S 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellac 


strain SM2-1 16S 
Proteobacteria; G 


455348 Bacteria_16S 
in HRKA1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


schlegeliana stra 
schlegeliana Bact 


455348 Bacteria_16S 
rain IK-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


marinintestina st 
marinintestina Ba 
Shewanella. 


455348 Bacteria_16S 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 


strain MKT 106 16 
Proteobacteria; G 


455348 Bacteria_16S 
n AL15-21 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


2543662 2543578 1 


2555917 2555833 1 


2557483 2557399 1 


2562109 2562025 1 


2571242 2571158 1 


2580363 2580279 1 


85 


85 


85 


85 


85 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonad 


85 


8 16S ribosomal RNA, partial sequence 


gi|219857348 


219857340 
25549 


gi 


219857339 
25565 


gi 


219857336 
25611 


gi 


219857287 
25702 


gi 


219857281 
25794 


gi 


Burkholderiales; 


ref|NR_024936.1| Hydrogenophaga 

2542716 2544225 Hydrogenophaga 
Comamonadaceae; Hydrogenophaga. 
ref|NR_024928.1| Pseudomonas gessardii 
74 2556489 Pseudomonas gessardii 
seudomonadaceae; Pseudomonas. 
ref|NR_024927.1| Pseudomonas migulae 
40 2558055 Pseudomonas migulae Bacteria; 
aceae; Pseudomonas. 
ref|NR_024924.1| Pseudomonas mosselii 
68 2562680 Pseudomonas mosselii Bacteria; 
aceae; Pseudomonas. 
ref|NR_024918.1| Pseudomonas jessenii 
99 2571813 Pseudomonas jessenii Bacteria; 
aceae; Pseudomonas. 
ref|NR_024912.1| Pseudomonas cedrina 
20 2580935 Pseudomonas cedrina Bacteria; 


ammaproteobacteria; Pseudomonadales; P 
2581929 2581845 1 


aceae; 
ref 


Pseudomo 


NR_024911.1 


n 


as. 
Pseudomonas rhodesiae 


16S ribosomal RNA, 


seudomonad 
85 gi| 219857280 
complete sequence 25809 


2583499 2583415 1 


2585068 2584984 1 


2595906 2595822 1 


acteria; Gammaproteobacteria; Pseudomonadales; P 


85 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; P 


85 


0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; P 


85 


16S ribosomal RNA, partial sequence 


219857279 
25825 


gi 


219857278 
25841 


gi 


219857271 
25949 


gi 


86 2582507 Pseudomonas rhodesiae 
seudomonadaceae; Pseudomonas. 
ref|NR_024910.1| Pseudomonas monteilii 
58 2584074 Pseudomonas monteilii 
seudomonadaceae; Pseudomonas. 
ref|NR_024909.1| Pseudomonas orientalis 
25 2585640 Pseudomonas orientalis 
seudomonadaceae; Pseudomonas. 
ref|NR_024902.1| Pseudomonas mandelii 
61 2596478 Pseudomonas mandelii Bacteria; 


ammaproteobacteria; Pseudomonadales; P 
2597472 2597388 1 85 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2605122 2605038 1 85 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
2620664 2620580 1 85 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2637357 2637273 1 85 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2638935 2638851 1 85 gi 
in 130Z 16S ribosomal RNA, partial seq 


2604168 26056 


seudomonad 
219857270 
25965 
nadales; P 
219857265 


steurellac 
219857252 
26197 
Enterobac 
219857233 
26364 
Enterobac 
219857232 
uence 


aceae; 
ref 


ref 


ref 


ref 


Pseudomo 


NR_024901.1 
29 2598044 Pseud 
seudomonadaceae 


n 


Mannheimia 


Kluy 


citr 


2637974 26394 


NR_024896.1 
71 Mannheimia glucosida Bacteria; 
eae; 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; 
NR_024861.1 
13 2637923 Citro 
teriaceae; 
NR_024860.1 


Vv 


b 
° 


6 


as. 
Pseudomonas libanensis 


Pseudomonas. 
Mannheimia glucosida 


omonas libanensis 
, 


Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 


eria; Proteobacteria; 
2715499 2715415 1 
Proteobacteria; 


eria; 


2733829 2733745 1 


2735319 2735235 1 


Proteobacteria; 
2736809 2736725 1 


eria; 


cteria; Proteobacteria; 


2741166 2741082 1 


2816190 2816106 1 


ria; Proteobacteria; 


455348 Bacteria_16S 


2851262 2851150 1 


Gammaproteobacteria; 


85 


85 


85 


85 


85 


85 


113 


Paste 


gi|219857178 


Pseud 


gi|219857165 
2732909 27343 
gi|219857164 


Alter 


gi|219857163 


Alt 


gi|219857160 
2740223 27416 
gi|219856913 


Pseudo: 


urellales; Pasteurellaceae; 


ref|NR_024806.1] Psychrobacter 
2714566 2716057 Psychrobacter 
omonadales; Moraxellaceae; 


ref|NR_024793.1| Shewanella sairae 
48 Shewanella sairae Bacteria; 
eae; Shewanella. 
ref|NR_024792.1] Shewanella 
2734399 2735838 Shewanella 
omonadales; Shewanellaceae; 
ref|NR_024791.1] Shewanella 
2735889 2737328 Shewanella 
eromonadales; Shewanellaceae; 


Shewanella. 


ref|NR_024788.1| Agarivorans albus 
76 Agarivorans albus Bacteria; 
aceae; Agarivorans. 
ref|NR_024734.1] Pseudomonas 
2815260 2816748 Pseudomonas 
monadales; Pseudomonadaceae; 


gi| 219856890 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


Pseudomonas. 


ref|NR_024709.1| Pseudomonas 
2850317 2851835 Pseudomonas 


455348 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


455348 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


455348 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


455348 Bacteria_16S 


minutulum strain 
minutulum Bacteri 


455348 Bacteria_16S 


strain PCl 16S ri 


2854365 2854281 1 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2859048 2858964 1 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2920461 2920377 1 85 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


na 


na 


iB 
ct 


2927950 2927866 1 85 gi 
ATCC 19193 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2974868 2974784 1 85 gi 
bosomal RNA, partial sequence 


se 


’ 


219856888 


219856843 


219856838 


219846940 
2973936 29754 


28534 
dales; 


28581 
dales; P 


sequence 


eria; Ps 


quence 
Oceanosp 


P 
219856885 


ref|NR_024707.1 
33 2854934 Pseud 
seudomonadaceae 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref|NR_024662.1 

2919511 292100 
eudomonadales; P 


ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref |NR_026532.1 


fe) 
; 


Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

455348 Bacteria_16S 3027978 3027894 1 85 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
455348 Bacteria_16S 3056987 3056903 1 85 gi|219846884|ref|NR_026476.1| Succinivibrio 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinivibrio. 

455348 Bacteria_16S 3058525 3058441 1 85 gi|219846883|ref|NR_026475.1| Succinimonas 
amylolytica strain DSM 2873 16S ribosomal RNA, partial sequence 3057592 3059053 Succinimonas 
amylolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Succinimonas. 

455348 Bacteria_16S 3117067 3116983 1 85 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 

455348 Bacteria_16S 3177581 3177497 1 85 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

455348 Bacteria_16S 3182075 3181963 1 113 gi|219846800|ref|NR_026392.1| Xanthomonas sacchari 
strain LMG 471 16S ribosomal RNA, partial sequence 3181138 3182637 Xanthomonas sacchari Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 3183627 3183515 1 113 gi|219846799|ref|NR_026391.1| Xanthomonas codiaei 
strain LMG 8678 16S ribosomal RNA, partial sequence 3182688 3184189 Xanthomonas codiaei Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 3185179 3185067 1 113 gi|219846798|ref|NR_026390.1| Xanthomonas bromi 
strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 3186731 3186619 1 113 gi|219846797|ref|NR_026389.1| Xanthomonas cassavae 
strain LMG 673 16S ribosomal RNA, partial sequence 3185792 3187293 Xanthomonas cassavae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 3188283 31881711 113 gi|219846796|ref|NR_026388.1| Xanthomonas 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 3187344 3188845 Xanthomonas 
vesicatoria Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

455348 Bacteria_16S 3189835 3189723 1 113 gi|219846795|ref|NR_026387.1| Xanthomonas cucurbitae 
strain LMG 690 16S ribosomal RNA, partial sequence 3188896 3190397 Xanthomonas cucurbitae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 3191387 3191275 1 113 gi|219846794|ref|NR_026386.1| Xanthomonas hortorum 
strain LMG 733 16S ribosomal RNA, partial sequence 3190448 3191949 Xanthomonas hortorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 3192939 3192827 1 P13 gi|219846793|ref|NR_026385.1| Xanthomonas pisi 
strain LMG 847 16S ribosomal RNA, partial sequence 3192000 3193501 Xanthomonas pisi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 3194489 3194377 1 113 gi|219846792|ref|NR_026384.1| Xanthomonas melonis 
strain LMG 8670 16S ribosomal RNA, partial sequence 3193552 3195051 Xanthomonas melonis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 3196041 3195929 1 113 gi|219846791|ref|NR_026383.1| Xanthomonas vasicola 
strain LMG 736 16S ribosomal RNA, partial sequence 3195102 3196603 Xanthomonas vasicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 3235180 3235096 1 85 gi|219846764|ref|NR_026356.1| Thermosyntropha 
lipolytica strain JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermosyntropha lipolytica 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntropha. 

455348 Bacteria_16S 3289581 3289469 1 113 gi|219846728|ref|NR_026320.1| Xanthomonas populi 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


455348 Bacteria_16S 


strain LMG 5047 1 
Proteobacteria; 


strain LMG 708 16 


G 
455348 Bacteria_16S 


3291106 3290994 1 113 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
6S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

3292658 3292546 1 113 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 3294210 3294098 1 113 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

455348 Bacteria_16S 3295760 3295648 1 113 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

455348 Bacteria_16S 3323106 3323022 1 85 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

455348 Bacteria_16S 3445310 3445226 1 85 gi|219846613|ref|NR_026205.1| Succiniclasticum 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 

455348 Bacteria_16S 3630917 3630805 1 113 gi|219846485|ref|NR_026077.1| Geobacter pelophilus 
strain Dfr2 16S ribosomal RNA, partial sequence 3629961 3631435 Geobacter pelophilus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

455348 Bacteria_16S 3658360 3658276 1 85 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
455348 Bacteria_16S 3659917 3659833 1 85 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
455348 Bacteria_16S 3693348 3693264 1 85 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 

455348 Bacteria_16S 3810127 3810043 1 85 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

455348 Bacteria_16S 3906340 3906256 1 85 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

455348 Bacteria_16S 3951243 3951159 1 85 gi|219846258|ref|NR_025848.1| Shewanella violacea 
strain DSS12 16S ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

455348 Bacteria_16S 3963258 39631741 85 gi|219846250|ref|NR_025840.1| Rhodoferax fermentans 
strain FR2 16S ribosomal RNA, partial sequence 3962329 3963785 Rhodoferax fermentans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Rhodoferax. 

455348 Bacteria_16S 4018027 4017943 1 85 gi|219846211|ref|NR_025801.1| Kangiella aquimarina 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 4018581 Kangiella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Kangiella. 

455348 Bacteria_16S 4022655 40225711 85 gi| 219846208 |ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

455348 Bacteria_16S 4030244 4030160 1 85 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

455348 Bacteria_16S 4052880 4052796 1 85 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

455348 Bacteria_16S 4057358 40572741 85 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

455348 Bacteria_16S 4071026 4070942 1 85 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

455348 Bacteria_16S 4086302 4086218 1 85 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

455348 Bacteria_16S 4124009 41239251 85 gi|219846134|ref|NR_025724.1| Volucribacter 
psittacicida strain Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 


psittacicida Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Volucribacter. 


455348 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; 


translucida strai 
translucida Bacte 
Pseudoalteromonas 


455348 Bacteria_16S 


paragorgicola str 
paragorgicola Bac 


Pseudoalteromonas. 
455348 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


455348 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


455348 Bacteria_16S 


strain KB740 16S 


Proteobacteria; B 


455348 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


455348 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


455348 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


455348 Bacteria_16S 


strain AU476 16S 
Proteobacteria; A 


455348 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


455348 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


455348 Bacteria_16S 


strain TH-3 16S r 
Proteobacteria; A 


455348 Bacteria_16S 


silvestris strain 
silvestris Bacter 


455348 Bacteria_16S 


cyclicum strain A 
Bacteria; Proteob 


455348 Bacteria_16S 


chilensis strain 
Bacteria; Proteob 


455348 Bacteria_16S 


strain JB-A2 16S 


Proteobacteria; G 


455348 Bacteria_16S 


strain DAPP-PG 22 
Proteobacteria; A 


455348 Bacteria_16S 


DSM 9946 16S ribo 


Deinococcus-Thermus; 
455348 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


455348 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


G 
455348 Bacteria_16S 


4179318 41792341 85 gi 
ammaproteobacteria; Alteromonadales; S 
4214147 4214063 1 85 gi 
n KMM 520 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 
4215701 4215617 1 85 gi 
ain KMM 3548 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


67573 67470 1 104 gi 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteoba 


97766 97663 1 104 gi 
ain Bra2 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


157239 157136 1 104 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
204616 204513 1 104 gi 
in H-6-12 16S ribosomal RNA, complete 
eria; Dictyoglomi; Dictyoglomales; Dic 
255149 255034 1 116 
1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
364117 364014 1 104 gi 
FailI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
465311 465208 1 104 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
502260 502157 1 104 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


gi 


gi 


gi 


ribosomal RNA, partial sequence 


455348 Bacteria_16S 
subtilis strain DSM 10 16S ribosomal RNA, partial sequence 


subsp. 


subsp. subtilis B 


6S ribosomal RNA, partial sequence 4178357 41798 


254252 255652 Afipi 


501307 50281 


1000320 10017 


acteria; Firmicutes; Bacillales; Bacil 


laceae; Ba 


219846094|ref|NR_025684.1| Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 
hewanellaceae; Shewanella. 
219846065|ref|NR_025655.1| Pseudoalteromonas 
equence 4213214 4214713 Pseudoalteromonas 
ia; Alteromonadales; Pseudoalteromonadaceae; 
219846064] ref|NR_025654.1| Pseudoalteromonas 
1 sequence 4214764 4216269 Pseudoalteromonas 
eria; Alteromonadales; Pseudoalteromonadaceae; 
265679019 |ref|NR_029327.1| Sphingomonas 
sequence 66694 68135 Sphingomonas 
cteria; Sphingomonadales; Sphingomonadaceae; 
265678998 |ref|NR_029306.1| Desulfocapsa 
quence 96815 98277 Desulfocapsa 
eria; Desulfobacterales; Desulfobulbaceae; 
265678958|ref|NR_029266.1| Azoarcus evansii 
156293 157818 Azoarcus evansii Bacteria; 
ocyclaceae; Azoarcus. 
265678927 |ref|NR_029235.1| Dictyoglomus 
sequence 203662 205201 Dictyoglomus 
tyoglomaceae; Dictyoglomus. 
265678892|ref|NR_029200.1| Afipia broomeae strain 
a broomeae Bacteria; Proteobacteria; 
ipia. 
265678812|ref|NR_029117.1| Phenylobacterium 
ence 363264 364685 Phenylobacterium lituiforme 
terales; Caulobacteraceae; Phenylobacterium. 
265678741|ref|NR_029046.1| Inquilinus limosus 
464412 465829 Inquilinus limosus Bacteria; 
Rhodospirillaceae; Inquilinus. 
265678717|ref|NR_029022.1| Bacillus indicus 


1 Bacillus indicus Bacteria; 


537231 537128 1 104 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
osomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
psilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

611496 611393 1 104 gi|265678644|ref|NR_028949.1| Lactobacillus 
TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

715813 715710 1 104 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
ibosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
lphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

731255 731152 1 104 gi| 265678561 |ref|NR_028865.1]| Solibacillus 

HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
ia; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

814518 814415 1 104 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
LM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 

999748 999645 1 104 gi|265678378|ref|NR_028680.1| Thiomicrospira 
Ch-1 16S ribosomal RNA, partial sequence 998800 1000269 Thiomicrospira chilensis 
acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

1001268 1001165 1 104 gi|265678377|ref|NR_028679.1| Thiomicrospira frisia 


83 Thiomicrospira frisia Bacteria; 


ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
1078408 1078305 1 104 gi|265678324|ref|NR_028626.1| Sphingomonas melonis 
4 16S ribosomal RNA, partial sequence 1077529 1078967 Sphingomonas melonis Bacteria; 
lphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
1163140 1163037 1 104 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 
somal RNA, partial sequence 1162257 1163688 Meiothermus silvanus DSM 9946 Bacteria; 
Deinococci; Thermales; Thermaceae; Meiothermus. 
1238821 1238718 1 104 gi|219878163|ref|NR_025302.1| Aminobacter 
in DSM7050 16S ribosomal RNA, partial sequence 1237929 1239394 Aminobacter 
eria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
1240337 1240234 1 104 gi|219878162|ref|NR_025301.1| Aminobacter 
n DSM7048 16S ribosomal RNA, partial sequence 1239445 1240914 Aminobacter 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
1315611 1315508 1 104 gi|228716557|ref|NR_027552.1| Bacillus subtilis 


1314657 1316173 Bacillus subtilis 
cillus. 


455348 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
455348 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


455348 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


455348 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


455348 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


455348 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; 


strain HS-5 16S r 
Actinobacteria; 


strain DSM 11713 
Firmicutes; Bacil 


455348 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


455348 Bacteria_16S 
16S ribosomal RNA, partial sequence 1911333 19128 


strain DSM 12654 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


455348 Bacteria_16S 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
455348 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 


455348 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


455348 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


455348 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


455348 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


455348 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
455348 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


455348 Bacteria_16S 


subsp. spizizenii 
subtilis subsp. s 


455348 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; Sy 


455348 Bacteria_16S 


G 
455348 Bacteria_16S 


R 
455348 Bacteria_16S 


1400480 1400377 1 104 gi| 228715353 

RNA, partial sequence 1399580 1401060 Sphin 
Sphingomonadales; Sphingomon 

1407911 1407796 1 116 gi|219846657 
strain ATCC 33790 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteobacteria; S 
1424685 1424582 1 104 gi| 224581442 
bosomal RNA, partial sequence 1423741 14252 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
1438628 1438525 1 104 gi| 224581429 


osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1465865 1465762 1 104 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1514094 1513991 1 104 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1546086 1545984 2 104 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1705672 1705569 1 104 gi 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
1891457 1891354 1 104 gi 


gi 


Bacillus. 
104 


lales; Bacillaceae; 


1892978 1892875 1 gi 


train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
1912268 1912165 1 104 gi 


lales; Planococcaceae; Ureibacillus. 
2022159 2022056 1 104 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2023648 2023545 1 104 gi 
16S ribosomal RNA, partial sequence 


2069520 2069417 1 104 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2124389 2124286 1 104 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2125945 2125842 1 104 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2301809 2301694 1 116 


gi 


gi 


gi 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
2404925 2404822 1 104 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2427908 2427805 1 104 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2461127 2461024 1 104 gi 
ribosomal RNA, partial sequence 
Sphingomonadales; 
2500299 2500196 1 104 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2551336 2551233 1 104 gi 
strain NRRL B-23049 16S ribosomal RNA 
pizizenii Bacteria; Firmicutes; Bacill 
2560569 2560486 1 84 gi 
ribosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 


1437684 14391 


1464924 14664 


1513128 15146 


1545151 15466 


1704738 17061 


16S ribosomal RNA, partial sequence 1890504 18919 


2068593 20700 


2123444 21249 


2125001 21265 


2300928 2302353 Afipi 


2403965 24054 


2427049 24283 


2460248 24616 


2499368 25008 


2559665 25611 


224581409 


219878119 


219857261 


diomarinac 
219878404 


rmoleophil 
219878270 


219878269 
tial seque 
laceae; Ba 
219878255 


219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
219878144 


ocyclaceae 
219857652 


219857651 


219857529 


ipia. 
219857457 


illus. 
219857439 


omonadacea 
219857409 


Sphingomon 
219857382 


ocyclaceae 
219857343 
, partial 

ales; Baci 
219857337 


ae; Aminob 


2646653 2646542 1 112 gi 


ocyclaceae; 


ocyclaceae; 


ref|NR_027525.1| Sphingomonas wittichii 
gomonas wittichii RW1 Bacteria; 

adaceae; Sphingomonas. 

ref|NR_026249.1| Sphingobium 

uence 1407032 1408473 Sphingobium 
phingomonadales; Sphingomonadaceae; 
ref|NR_027224.1| Thauera phenylacetica 
51 Thauera phenylacetica Bacteria; 

; Thauera. 

ref|NR_027211.1| Thauera aminoaromatica 
79 Thauera aminoaromatica Bacteria; 

; Thauera. 

ref|NR_027190.1| Azoarcus buckelii 

33 Azoarcus buckelii Bacteria; 

; Azoarcus. 

ref|NR_025258.1| Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


ref|NR_024892.1| Idiomarina zobellii 
14 Idiomarina zobellii Bacteria; 

eae; Idiomarina. 

ref |NR_025543.1| Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
aceae; Thermoleophilum. 

ref|NR_025409.1| Bacillus psychrodurans 
89 Bacillus psychrodurans Bacteria; 


ref|NR_025408.1| Bacillus 

nce 1892040 1893527 Bacillus 
cillus. 

ref|NR_025394.1| Ureibacillus terrenus 


21 Ureibacillus terrenus Bacteria; 


ref|NR_025320.1| Caulobacter fusiformis 
81 2022719 Caulobacter fusiformis 
aulobacteraceae; Caulobacter. 

ref |NR_025319.1| Caulobacter henricii 
70 2024208 Caulobacter henricii Bacteria; 
aceae; Caulobacter. 

ref|NR_025283.1| Thauera linaloolentis 
74 Thauera linaloolentis Bacteria; 

; Thauera. 

ref|NR_025241.1| Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


ref|NR_025240.1| Bacillus marisflavi 
06 Bacillus marisflavi Bacteria; 


ref 
a bi 


NR_025117.1 
rgiae Bacter 


Afipia birgiae strain 
ia; Proteobacteria; 


ref|NR_025045.1 
86 Lactobacillus 


Lactobacillus kimchii 
kimchii Bacteria; 


219857227 


pelophilus strain asp 66 16S ribosomal RNA, partial sequence 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 


ref|NR_025027.1| Oceanimonas baumannii 
44 Oceanimonas baumannii Bacteria; 

e; Oceanimonas. 

ref|NR_024997.1| Sphingomonas aquatilis 
89 Sphingomonas aquatilis Bacteria; 
adaceae; Sphingomonas. 

ref|NR_024970.1| Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 

; Azoarcus. 

ref|NR_024931.1| Bacillus subtilis 
sequence 2550394 2551802 Bacillus 
llaceae; Bacillus. 

ref|NR_024925.1| Aminobacterium mobile 
17 Aminobacterium mobile Bacteria; 
acterium. 

ref|NR_024855.1| Propionivibrio 


2645713 2647197 Propionivibrio 


455348 Bacteria_1 
DSM 5322 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Gammaproteobacteria; 


thyasirae strain 


thyasirae Bacteri 


Thiomicrospira. 


455348 Bacteria_1 


6S 2648175 2648072 1 104 


6S 2652692 2652589 1 104 


strain VB32 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Firmicutes; 


strain SHK-1 16S 
Proteobacteria; 


strain SIR-1 16S 
Proteobacteria; 


strain DSM11031 1 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


455348 Bacteria_16S 
IFO15715 16S ribo 


Bacillales; Bacil 


455348 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain IFO 13613 


resinovorans stra 


Pseudomonas. 


455348 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


dicarboxylicus st 


Propionivibrio. 


455348 Bacteria_16S 


Betaproteobacteria; Rhodocyclales; 
455348 Bacteria_1 
strain 15-1 16S r 
Bacil 
455348 Bacteria_1 


6S 2712536 2712433 1 104 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

6S 2713978 2713875 1 104 
ribosomal RNA, partial sequence 


Deltaproteobacteria; Myxococcales; 
455348 Bacteria_16S 


2730807 2730704 1 104 
ribosomal RNA, partial sequence 


Deltaproteobacteria; Myxococcales; 
455348 Bacteria_16S 
acidipiscis strai 
acidipiscis Bacteria; 
455348 Bacteria_16S 


2837457 28373541 104 


Firmicutes; Lactobacillales; 
2871436 2871333 1 104 


lales; Bacillaceae; Bacillus. 
2876178 2876075 1 104 


lales; Bacillaceae; Bacillus. 
2879324 28792211 104 


laceae; Bacillus. 


2882443 2882340 1 104 


lales; Bacillaceae; Bacillus. 


2929425 2929322 1 104 


2971791 2971688 1 104 
Proteobacteria; 


3026402 3026299 1 104 


3055474 3055363 1 112 
Proteobacteria; 


3060026 3059923 1 104 


strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Betaproteobacteria; Rhodocyclales; 
455348 Bacteria_16S 


3061567 3061464 1 104 


S ribosomal RNA, partial sequence 


Gammaproteobacteria; 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobacterales; 
455348 Bacteria_16S 
rain CreMall 16S ribosomal RNA, partia 


dicarboxylicus Bacteria; Betaproteobacteria; 


gi|219857226|ref|NR_024854.1| Thiomicrospira 
2647248 2648671 Thiomicrospira 
Thiotrichales; Piscirickettsiaceae; 
gi|219857223|ref|NR_024851.1| Azoarcus indigens 
2651733 2653216 Azoarcus indigens Bacteria; 
Rhodocyclaceae; Azoarcus. 
gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 


2711598 27129 


85 Bacillus vietnamensis Bacteria; 


gi|219857179|ref|NR_024807.1| Enhygromyxa salina 

2713036 2714515 Enhygromyxa salina Bacteria; 
Enhygromyxa. 

gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 


2729867 27313 


Nannocystineae; 


gi|219856899 


n FS60-1 16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


gi|219856877 


6S ribosomal RNA, partial sequence 2870477 28720 


gi|219856874 


6S ribosomal RNA, partial sequence 2875223 28767 


gi|219856872 


somal RNA, partial sequence 2878366 2879894 Bacil 


gi|219856870 
2881499 28830 


gi|219856837 


16S ribosomal RNA, partial sequence 2928528 29299 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
455348 Bacteria_16S 
in LMG 2274 16S ribosomal RNA, partial 
resinovorans Bacteria; 


219846942 
sequence 


gi 


219846906 
30255 


gi 


219846885 
1 sequence 


gi 


gi| 219846882 
3059104 30605 


Rhodocyclaceae; 


gi| 219846881 


mechernichensis strain TL1 16S ribosomal RNA, partial sequence 


mechernichensis Bacteria; 
455348 Bacteria_16S 


Proteobacteria; 


3067520 3067417 1 104 


Betaproteobacteria; 


gi|219846877 


strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 30679 


Firmicutes; Bacil 


455348 Bacteria_16S 


strain DSM 12081 
Proteobacteria; 


455348 Bacteria_16S 


strain HA2P 16S ribosomal RNA, partial sequence 


Spirochaetes; 


strain IFO 15498 


hydrogenovorans s 


Spirochaetales; 
455348 Bacteria_16S 


3210941 3210838 1 104 


3244382 3244267 1 116 


Proteobacteria; 


Desulfonatronovibrio. 


455348 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; 


3522865 3522762 1 104 


3536528 3536425 1 104 


Spirochaetaceae; Treponema. 


Sphingomonadales; 


Deltaproteobacteria; 


3204032 32054 


gi|219846781 


16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
455348 Bacteria_16S 
train Z-7935 16S ribosomal RNA, partial 
hydrogenovorans Bacteria; 


Sphingomon 
219846758 

sequence 
De 


gi 


gi|219846561 


6S ribosomal RNA, partial sequence 3521933 35234 
Betaproteobacteria; Rhodocyclales; 
455348 Bacteria_16S 


Rhodocyclaceae 
gi| 219846552 


locystaceae; 


Pseudomonadales; 


Caulobacteraceae; 


Rhodocyc 


Rhodocyclales; 


50 Plesiocystis pacifica Bacteria; 
Nannocystaceae; Plesiocystis. 
ref|NR_024718.1| Lactobacillus 

2836503 2837908 Lactobacillus 
Lactobacillus. 
ref|NR_024696.1| Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 


ref|NR_024693.1| Bacillus mojavensis 
48 Bacillus mojavensis Bacteria; 


ref 
lus 


NR_024691.1| Bacillus flexus strain 
flexus Bacteria; Firmicutes; 


ref|NR_024689.1| Bacillus atrophaeus 
13 Bacillus atrophaeus Bacteria; 


ref|NR_024656.1 
56 Terasakiella 


Terasakiella pusilla 
pusilla Bacteria; 
Terasakiella. 
ref|NR_026534.1] Pseudomonas 
2970861 2972325 Pseudomonas 
Pseudomonadaceae; 


ref|NR_026498.1| Phenylobacterium 
10 3026975 Phenylobacterium immobile 
Phenylobacterium. 
ref|NR_026477.1| Propionivibrio 

3054533 3056028 Propionivibrio 
lales; Rhodocyclaceae; 


ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 
Thauera. 
ref|NR_026473.1| Thauera 

3060645 3062135 Thauera 
Rhodocyclaceae; Thauera. 
ref|NR_026469.1| Gemella palaticanis 
47 Gemella palaticanis Bacteria; 


lales; Bacillales Family XI. Incertae Sedis; Gemella. 
3113990 3113887 1 104 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 
16S ribosomal RNA, complete sequence 3113039 3114569 Azoarcus anaerobius Bacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
3204948 3204849 1 100 gi| 219846785 |ref|NR_026377.1| Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


ref |NR_026373.1| Sphingomonas pruni 

03 Sphingomonas pruni Bacteria; 

adaceae; Sphingomonas. 

ref |NR_026350.1| Desulfonatronovibrio 
3243444 3244946 Desulfonatronovibrio 

sulfovibrionales; Desulfohalobiaceae; 

ref|NR_026153.1| Thauera aromatica 


32 Thauera aromatica Bacteria; 
; Thauera. 
ref|NR_026144.1 


Bacillus halmapalus 


strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


455348 Bacteria_16S 
DSM 6307 16S ribo 
Bacil 
455348 Bacteria_16S 
strain SL1 16S ri 
Ther 
455348 Bacteria_16S 


Bacillales; 


Thermotogae; 
strain UPM-Ca7 16 
strain Td-21 16S 
Proteobacteria; 


strain 2761 16S 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
455348 Bacteria_16S 4165605 4165503 1 104 gi|219846104|ref|NR_025694.1 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 416611 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales 
Desulfatibacillum. 

455348 Bacteria_16S 4182415 4182316 1 100 gi|219846089|ref|NR_025679.1 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 4181497 418295 
canifelinum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacter 
455348 Bacteria_16S 46226 46120 1 107 gi| 265679033 |ref|NR_029341.1 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
455348 Bacteria_16S 103879 103773 1 107 gi| 265678994 |ref|NR_029302.1 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsuka 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; T 
Tsukamurella. 

455348 Bacteria_16S 108399 108293 1 107 gi|265678990|ref|NR_029298.1 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Mycobacteriaceae; Mycobacterium. 

455348 Bacteria_16S 113001 112887 1 115 gi| 265678987 |ref|NR_029295.1 
strain HQgoel 16S ribosomal RNA, partial sequence 112043 11359 

Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntroph 
455348 Bacteria_16S 114600 114486 1 115 gi| 265678986 |ref|NR_029294.1 
strain DM-2 16S ribosomal RNA, partial sequence 113641 11518 

Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntroph 
455348 Bacteria_16S 265605 265499 1 107 gi| 265678883 |ref|NR_029189.1 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 26613 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
455348 Bacteria_16S 271631 271517 1 115 gi| 265678879 |ref|NR_029185.1 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 
455348 Bacteria_16S 334146 334040 1 107 gi| 265678838 |ref|NR_029143.1 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycoba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; M 
Mycobacterium. 

455348 Bacteria_16S 479005 478899 1 107 gi| 265678732 |ref|NR_029037.1 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Mycobacteriaceae; Mycobacterium. 

455348 Bacteria_16S 480554 480448 1 107 gi|265678731|ref|NR_029036.1 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycoba 


Bacteria; Actinob 
Mycobacterium. 


455348 Bacteria_16S 


strain FI-0169 16S ribosomal RNA, partial sequence 530243 53169 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
Mycobacterium avium complex (MAC). 

455348 Bacteria_16S 538786 538680 1 107 gi| 265678693 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actin 
Mycobacteriaceae; Mycobacterium. 

455348 Bacteria_16S 617736 617630 1 107 gi| 265678640 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 61679 


Bacteria; Actinob 
Mycobacterium. 


455348 Bacteria_16S 


strain E846 16S r 


B 
455348 Bacteria_16S 


3545894 3545791 1 

somal RNA, complete sequence 
laceae; Bacillus. 

3778521 3778418 3 106 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
3801029 3800926 1 104 gi 
S ribosomal RNA, partial sequence 


104 gi 


gi 


3855711 3855608 1 104 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
3964767 3964656 1 112 
ribosomal RNA, partial sequence 


gi 


Rhod 
gi 


acteria; Actinobacteridae; Actinomycet 


531147 531041 1 107 gi 


acteria; Actinobacteridae; Actinomycet 


3544949 35464 


3777587 37790 


3800153 38015 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
455348 Bacteria_16S 
3854781 38562 


3963836 39652 


219846546 


219846378 


219846362 


obacteriac 
219846325 


ocyclaceae 
219846249 


ales; Cory 


265678698 


ales; Cory 


625144 625038 1 107 
ibosomal RNA, partial sequence 


gi 


ref|NR_026138.1 


ref|NR_025969.1 


ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025915.1 
; Az 
ref 


oarcus. 
NR_025839.1 


nebacterineae; M 


ref|NR_029003.1 
4 Mycobacterium 
eae; Mycobacteri 


ref|NR_028998.1 
537853 539333 
omycetales; Cory 


ref |NR_028945.1 
5 618320 Mycoba 
nebacterineae; M 


265678635 


54 Bacillus cohnii Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 

Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


’ 


Fusobacterium 
4 Fusobacterium 
ium. 

Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 

Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 
Mycobacterium 
Mycobacterium 


terineae; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Kutzneria viridogrisea 


4 Kutzneria viridogrisea Bacteria; 


diaceae; Kutzneria. 
Clostridium 
Clostridium 
Butyrivibrio. 
Mycobacterium celatum 
cterium celatum 
ycobacteriaceae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 
aceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 
nebacterineae; 


Mycobacterium 
cterium holsaticum 
ycobacteriaceae; 


ref|NR_028940.1 


Mycobacterium palustre 


624219 625725 Mycobacterium palustre Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


455348 Bacteria_16S 


pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 66970 
pluranimalium Bacteria; Actinobacteria; Actinobacterida 
Arcanobacterium. 


Actinomycetaceae; 
455348 Bacteria_16S 
strain M343/98/2 


455348 Bacteria_16S 


669147 669041 1 


673774 673668 1 


712731 712625 1 


107 


107 


107 


strain gM-1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


455348 Bacteria_16S 
botniense strain 


Mycobacterium. 
455348 Bacteria_16S 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Gordonia. 


Gordoniaceae; 
455348 Bacteria_16S 


714290 714184 1 


777661 777555 1 


789907 789801 1 


107 


107 


107 


strain J72 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


455348 Bacteria_16S 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 
montefiorense Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 


Mycobacteriaceae; 
455348 Bacteria_16S 


34635 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


455348 Bacteria_16S 


34614 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


455348 Bacteria_16S 
strain AMX51 16S 


455348 Bacteria_16S 


conservatrix strain Mb1Pa 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


conservatrix Bacteria; 
Desulforegula. 
455348 Bacteria_16S 


811403 811297 1 


825110 824996 1 


826612 826498 1 


843369 843255 1 


853794 853688 1 
Proteobacteria; 


917970 917864 1 


107 


115 


115 


115 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


107 


107 


strain IEGM 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


455348 Bacteria_16S 


919535 919429 1 


107 


strain 213E 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


455348 Bacteria_16S 
litoralis strain 
Bacteria; 
455348 Bacteria_16S 


935003 934889 1 


936529 936415 1 


115 


115 


strain SJ 16S ribosomal RNA, partial sequence 


455348 Bacteria_16S 


1081423 1081337 1 


87 


strain NAF001 16S ribosomal RNA, partial sequence 


Firmicutes; 
455348 Bacteria_16S 


azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenotherma 


455348 Bacteria_16S 
strain CDC 941078 


Mycobacterium. 
455348 Bacteria_16S 
thermoviolaceus subsp. 


Actinobacteridae; 
455348 Bacteria_16S 


Bacillales; 


Bacillaceae; 
1241871 1241787 1 


1250814 1250708 1 


1307976 1307870 1 


thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceu 
Actinomycetales; 


1326397 1326291 1 


Bacillus. 


85 


107 


107 


Streptomycineae; 


107 


YIM 30243 16S ribosomal RNA, partial sequence 


455348 Bacteria_16S 


1350908 1350802 1 


107 


DSM 43247 16S ribosomal RNA, partial sequence 


455348 Bacteria_16S 


1390069 1389955 1 


115 


gi 


gi 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 
71 


gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 
78 


gi 


gi 


824212 825662 Bosea 


gi 


825713 827158 Bosea 


gi 


842468 84394 


gi 


gi 


917039 91855 
Corynebacterin 


gi 


918602 92011 
Corynebacterin 


gi 


JS5 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


gi 


935581 93704 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; 


gi 


1080469 10819 


gi 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Streptomyceta 


gi 


1325499 13269 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


1349993 13514 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


265678603 


265678600 
265678574 
1792 71330 
265678573 
71335 


265678528 
sequence 


265678519 
9013 79048 


265678505 


265678496 


265678495 


265678484 


265678477 
Desul 
265678433 


265678432 


265678422 


93405 


265678421 


Bacteriov 


265678322 


219878120 


219857412 
12499 
Cory 
228721493 
16S ribos 
219846136 


228720546 


Cory 


e; Actinomycetales; 


nomycineae; 


Corynebacterineae; 


Actinomycetales; 


e; Actinomycetales; 


ref|NR_028908.1 


6 


ref|NR_028905.1 


ref |NR_028879.1 
8 Mycobacterium 


ref |NR_028878.1 


ref|NR_028832.1 
776745 778221 


ref|NR_028823.1 


ref|NR_028808.1 
810468 


Coryne 


ref |NR_028799.1 
vestrisii Bacte 


ref |NR_028798.1 
eneae Bacteria; 


ref |NR_028787.1 
ae; Bosea. 
ref|NR_028780.1 

852834 854357 
fobacterales; De 
ref|NR_028735.1 
Gordoniacea 
NR_028734.1 


eae; 
ref 


eae; Gordoniacea 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028723.1 
4 Bacteriovorax 
Ooracaceae; Bacte 
ref |NR_028624.1 


ref|NR_025259.1 
1240965 124241 
ceae; Sulfurihyd 
ref|NR_025000.1 
18 1251238 Mycoba 
nebacterineae; M 


ref|NR_027616.1 
omal RNA, partia 
s Bacteria; Acti 
ceae; Streptomyc 
ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_027594.1 


nebacterineae; G 


228716586 


bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 


Arcanobacterium 
Arcanobacterium 


Actinomycineae; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 
Actinomycetaceae; Actinomyces. 


Mycobacterium caprae 
caprae Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


9 714869 Mycobacterium botniense 
Mycobacteriaceae; 


Gordonia 
Gordonia 


Corynebacterineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
Gordoniaceae; 


Gordonia. 
Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 

Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 
Bacteriovorax marinus 

marinus Bacteria; 

riovorax. 

Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
rogenibium. 
Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Nocardia alba strain 
Bacteria; 

e; Nocardia. 

Gordonia bronchialis 


1307063 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 


ref|NR_027553.1 
1389197 139049 


Bdellovibrio 
0 Bdellovibrio 


bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 


Bdellovibrio. 
455348 Bacteria_16S 


1521575 1521469 1 


107 gi 


219857610 


ref |NR_025199.1 


Nocardia 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 


pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 
Nocardia. 


Nocardiaceae; 
455348 Bacteria_16S 


1560944 1560838 1 


107 gi 


219846147 


canariasense strain 502329 16S ribosomal RNA, partial sequence 


canariasense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
455348 Bacteria_16S 


LMG 22167 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 
455348 Bacteria_16S 
strain DSM 44222 


455348 Bacteria_16S 
strain DSM 44515 


455348 Bacteria_16S 


1586675 1586589 1 


Bacillus. 


1728444 1728338 1 


1729980 1729874 1 


1731493 1731387 1 


87 gi 


107 gi 
107 gi 


107 gi 


219878487 


1585730 1587233 Bacillus humi 


219878389 


16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878388 


16S ribosomal RNA, partial sequence 1729064 1730519 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219878387 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 


moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
455348 Bacteria_16S 
strain JK 615 16S 
Firmicutes; 
455348 Bacteria_16S 


strain SPR2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


455348 Bacteria_16S 


strain Kb2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


455348 Bacteria_16S 


1733041 1732927 1 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 


1759049 1758943 1 


1810426 1810320 1 


1878987 1878881 1 


115 gi 


107 gi 
107 gi 


107 gi 


219878386 


1732113 1733587 Butyrivibrio 


219878366 


1758120 17596 
Corynebacterineae; 


219878329 


1809512 18109 
Corynebacterineae; 


219878282 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 


thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; 


455348 Bacteria_16S 
norvegicum strain 


Desulfomicrobium. 
455348 Bacteria_16S 
strain ET-5b 16S 
Firmicutes; 
455348 Bacteria_16S 


macestii strain M-9 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; 


Bacteria; 
455348 Bacteria_16S 
strain Cm al3 16S 


455348 Bacteria_16S 


1894529 1894423 1 


1968706 1968620 1 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family xX. 


1977725 1977619 1 


1982396 1982290 1 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; 


1983981 1983875 1 


107 gi 


87 gi 


107 gi 
107 gi 


107 gi 


219878268 


DSM 1741 16S ribosomal RNA, partial sequence 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; 


219878216 


1967755 19691 
Incertae Sedis; 


219878210 


219878207 


1981436 1982973 Chondromyces 
Sorangiineae; 


219878206 


lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 


lanuginosus Bacteria; 
Chondromyces. 
455348 Bacteria_16S 
apiculatus strain 


Chondromyces. 
455348 Bacteria_16S 


ferrugineus strain Cb fel8 16S ribosomal RNA, 


ferrugineus Bacteria; 
Cystobacteraceae; 
455348 Bacteria_16S 
elephantis strain 


Proteobacteria; 


1985565 1985459 1 


1987152 1987046 1 


Proteobacteria; 


Cystobacter. 


2052811 2052705 1 


Deltaproteobacteria; 


107 gi 


107 gi 
complete 


Deltaproteobacteria; 


107 gi 


DSM 44368 16S ribosomal RNA, partial 


elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
455348 Bacteria_16S 


heidelbergense strain 2554/91 16S ribosomal RNA, partial 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
455348 Bacteria_16S 


pinnipedii strain 6482 16S ribosomal RNA, partial sequence 


Mycobacterium. 


2090902 2090796 1 


2112294 2112188 1 


107 gi 


107 gi 


219878205 


Cm al4 16S ribosomal RNA, partial sequence 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; 


219878204 
sequence 


219878157 
sequence 


219878129 


219857660 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


Burkholderiales; 


Desulfovibrionales; 


1976773 1978275 Desulf 
Desulfovibrionales; Desulfomicrobi 


Myxococcales; 


Myxococcales; 


Myxococcales; 


Actinomycetales; 


sequence 
Actinomycetales; 


ref |NR_025737.1 


ref |NR_025626.1 


ref|NR_025528.1 


ref|NR_025527.1 


ref|NR_025526.1 
1730570 173206 


ref|NR_025525.1 


ref|NR_025505.1 


ref |NR_025468.1 
Gordoniacea 
ref|NR_025421.1 

1878060 187954 
Burkho 
ref|NR_025407.1 

1893578 189509 
Des 


ref|NR_025355.1 


ref |NR_025349.1 


ref |NR_025346.1 
Polyangiaceae; C 
ref|NR_025345.1 

1983024 198455 
Sorangii 


ref |NR_025344.1 
1984609 198614 
Sorangiin 


NR_025343.1 
1986193 198770 
Cystobac 


ref|NR_025296.1 
2051875 205339 
Corynebac 


ref|NR_025268.1 
2089993 209143 
Coryn 


ref 


Corynebacterineae; 


Mycobacterium 


1560055 1561487 Mycobacterium 
Corynebacterineae; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Mycobacterium pulveris 
pulveris Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium agri 
agri Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 

Limnobacter 

7 Limnobacter 
lderiaceae; Limnobacter. 
Desulfomicrobium 

4 Desulfomicrobium 
ulfomicrobiaceae; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 
Thermicanus. 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Chondromyces 
2 Chondromyces 
eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 
7 Mycobacterium 
ebacterineae; 


NR_025249.1 


Mycobacterium 


2111381 2112761 Mycobacterium pinnipedii 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 


455348 Bacteria_16S 
africanum strain 
africanum Bacteria; 
Mycobacteriaceae; 
455348 Bacteria_16S 
scrofulaceum strain 


Mycobacteriaceae; 
455348 Bacteria_16S 
tokaiense strain 
tokaiense Bacteria; 
Mycobacteriaceae; 
455348 Bacteria_16S 
poriferae strain 
poriferae Bacteria; 
Mycobacteriaceae; 
455348 Bacteria_16S 
strain ATCC 19422 


455348 Bacteria_16S 
strain ATCC 51384 


455348 Bacteria_16S 
strain MUP 1182 16S 


Actinobacteria; Actinoba 


455348 Bacteria_16S 


ATCC 25 


ATCC 27282 16S 


ATCC 35 


16S ribosomal 
Bacteria; Actinobacteria; 
Mycobacterium; Mycobacte 


16S ri 
Actinobacteria; Actinoba 


2128966 2128860 1 
420 16S 


2130444 2130338 1 
ATCC 


2131949 2131843 1 


2133452 2133346 1 
087 16S 


2134966 2134860 1 


2136483 2136377 1 


2148518 2148412 1 
ribosomal RNA, 


2162058 2161952 1 


strain F829 16S ribosomal RNA, partial 


Actinobacteria; Actinoba 


455348 Bacteria_16S 
strain ATCC 927 16S 


455348 Bacteria_16S 


taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; 


455348 Bacteria_16S 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


455348 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


455348 Bacteria_16S 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial 
azotonutricium Bacteria; 


455348 Bacteria_16S 
strain NRRL B-231 
Firmicutes; 
455348 Bacteria_16S 
strain 63287 16S 


455348 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 
Tsukamurella. 


Tsukamurellaceae; 
455348 Bacteria_16S 
strain FI-13295 1 


455348 Bacteria_16S 


strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


455348 Bacteria_16S 


dichotomicum strain KCTC 3667 16S ribosomal RNA, partial 
dichotomicum Bacteria; 


455348 Bacteria_16S 


Bacillales; 


2165158 2165052 1 


ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinoba 


2193998 2193892 1 


2218196 2218090 1 


2233356 22332501 


2270209 2270095 1 


Spirochaetes; 
2285473 2285387 1 


Bacillaceae; 


2300341 2300227 1 


2306449 2306343 1 


2327723 2327617 1 


2383652 2383546 1 


2453706 2453620 1 


Firmicutes; 
2619109 2619003 1 


Deinococcus-Thermus; 


Bacillales; 


107 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
Mycoba 


107 


19981 16S ribosomal RNA, partial 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


107 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


107 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


107 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
rium tuberculosis complex. 


107 


bosomal RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


107 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterineae; 


107 


sequence 


107 


107 


107 


107 


115 


Spirochaetales; 


87 


54 16S ribosomal RNA, partial sequence 
Bacillus. 


115 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


107 


107 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


107 


87 


107 


strain CKB 16S ribosomal RNA, partial sequence 


Proteobacteria; 
455348 Bacteria_16S 
strain BS5-8 16S 
Proteobacteria; 

455348 Bacteria_16S 


2649658 2649552 1 


2678108 2678002 1 


Betaproteobacteria; Rhodocyclales; 


107 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; 


107 


strain MS1-3 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Deinococci; 


Thermoactinomyceta 


219857649 
sequence 


gi 
219857648 


gi 


219857647 
sequence 


gi 


219857646 
sequence 


gi 


219857645 
21340 


gi 


219857644 
21355 


gi 


gi| 219857636 


gi| 219857627 
2161153 21625 


cteridae; Actinomycetales; Corynebacterineae; 


gi| 219857625 


cteridae; Actinomycetales; Corynebacterineae; 


gi| 219857603 


Thermales; 
219857587 
22172 


gi 


219857577 
22324 


gi 


219857553 
sequence 
Spirochaet 
219857542 
22845 


gi 
gi 
gi| 219857530 
2299447 23008 
gi| 219857525 
complete sequ 


Actinomy 


gi|219857511 


219857471 
23827 


gi 


219857417 
sequence 


gi 


gi| 219857253 
2618180 26196 
Rhodocyclaceae 
gi| 219857225 
2648722 26501 
Rhodocyclaceae 


inomycetales; 
cterium; Mycobacterium tuberculosis complex. 


sequence 2129523 21309 
Actinomycetales; 


inomycetales; 


inomycetales; 


Corynebacterineae; 


ref 
2 


NR_025238.1 
128040 21294 


ref |NR_025237.1 


8 


ref 
2 


NR_025236.1 
131039 213248 


ref 35.1 


2 


NR_0252 


ref |NR_025234.1 


ref |NR_025233.1 


ref|NR_025225.1 
14 Mycobacterium 


ref |NR_025216.1 


ref|NR_025214.1 
35 Mycobacterium 


ref|NR_025191.1 

2193088 219457 
Thermaceae; Mei 
ref|NR_025175.1 
72 2218741 Mycoba 
Mycobacteri 
ref|NR_025165.1 
22 2233905 Gordon 
Gordoniacea 


aceae; 
ref a 
30 2285939 Bacill 
ref|NR_025118.1 
Bosea. 
NR_025113.1 

230551 
Coryneb 


ae; 
ref 
ence 
cetales; 


ref |NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025005.1 

2452794 245426 
ceae; Thermoflav 
ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref |NR_024853.1 


; Azonexus. 


gi| 219857204 


Mycobacterium 


72 Mycobacterium 
Corynebacterineae; 


Mycobacterium 
8 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium 


132540 2133989 Mycobacterium 
Corynebacterineae; 


Mycobacterium microti 


40 2135523 Mycobacterium microti 
Mycobacteriaceae; 


Mycobacterium brumae 


74 2137022 Mycobacterium brumae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Mycobacterium parmense 
parmense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Meiothermus 
0 Meiothermus 
othermus. 
Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Treponema 
9 Treponema 

Bacillus sonorensis 
us sonorensis Bacteria; 


Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Dechloromonas agitata 
agitata Bacteria; 


Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


ref|NR_024832.1 


Nocardia takedensis 


2677198 2678645 Nocardia takedensis Bacteria; 
Corynebacterineae; Nocardiaceae; Nocardia. 


455348 Bacteria_16S 
strain IFM 10088 


455348 Bacteria_16S 
strain MK703-102F 


455348 Bacteria_16S 
strain ATCC 12775 
Proteobacteria; 
455348 Bacteria_16S 
strain IAM 14851 


455348 Bacteria_16S 
strain SJS0289-JS 


455348 Bacteria_16S 


2688607 2688501 1 


2834382 2834276 1 


2855936 2855854 1 


2901995 2901885 1 


2906595 2906489 1 


2946102 2945989 1 


107 


107 


83 


111 


107 


115 


gi 


gi 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


gi 


gi 


1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


219857197 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219856901 


219856887 


219856855 


16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219856852 


219856826 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacteria; 
455348 Bacteria_16S 


Firmicutes; 


2977888 2977782 1 


Lactobacillales; 


107 


gi 


219846938 


macrosporus strain A1201 16S ribosomal RNA, partial sequence 


macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
455348 Bacteria_16S 


2980955 2980849 1 


107 


gi 


219846936 


thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
455348 Bacteria_16S 
strain 10.268-1 1 


455348 Bacteria_16S 


polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actino 
Gordonia. 


Gordoniaceae; 
455348 Bacteria_16S 
strain HKI 0136 1 


455348 Bacteria_16S 


2985544 2985438 1 


3023452 3023346 1 


3040180 3040074 1 


3139452 3139346 1 


107 


107 


107 


107 


strain GY-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
455348 Bacteria_16S 
africanus strain 


Desulfovibrio. 
455348 Bacteria_16S 


Deinococci; 


3242822 32427161 


3313975 3313869 1 


Thermales; 


107 


107 


gi 


gi 


gi 


gi 


219846933 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846908 


219846896 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846829 


3138565 31400 


Thermaceae; 


gi 


gi 


219846759 


DSM 2603 16S ribosomal RNA, partial sequence 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; 


219846711 


vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 


vietnamensis Bacteria; 
Desulfovibrio. 
455348 Bacteria_16S 
strain DSM 44140 


455348 Bacteria_16S 
strain DSM 9580 1 


455348 Bacteria_16S 
strain DSM 44015 


455348 Bacteria_16S 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Proteobacteria; 


3321589 3321483 1 


3351982 3351872 1 


3381062 3380956 1 


3390116 3390010 1 


Deltaproteobacteria; 


107 


111 


107 


107 


gi 


gi 


gi 


complete sequence 


gi 


219846705 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846662 
33801 


219846652 


28334 


28549 


29056 


sequence 


Desul 


Coryneba 


ref 


ref 


ref 


ref 


Mi 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


fovi 


ref 


ref 


Mi 


ref 


ref 


66 2834941 Nocar 
Nocardiaceae; 


66 2907143 Willia 
2945130 29466 
Lactobacillaceae; 
2976976 29784 


Actinomycetal 


2980041 29815 
Actinomyce 


3022528 30239 


3241884 324339 
Desulfovibri 


3313036 331453 


49 3381618 Gordon 


NR_024825.1 


NR_024722.1 


NR_024706.1 


NR_024674.1 


crobacteriac 
NR_024671.1 


Williamsiac 
NR_024645.1 
7 
Lactobacillu 
NR_026530.1 
5 
es; 


NR_026528.1 
2 
tales; 


NR_026525.1 


Nocardiacea 
NR_026500.1 
8 
mycetales; C 
NR_026488.1 


Gordoniacea 
NR_026421.1 


NR_026351.1 
onales; Desu 
NR_026303.1 
brionales; D 


NR_026297.1 


Gordoniacea 
NR_026275.1 


crobacteriac 
NR_026254.1 


cterineae; G 
NR_026244.1 


chliarophilus str 
chliarophilus Bac 


455348 Bacteria_16S 


pfennigii strain 
pfennigii Bacteri 
Syntrophobacter. 


455348 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


455348 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


455348 Bacteria_16S 


ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3408349 3408243 1 107 gi 
DSM 10092 16S ribosomal RNA, partial seq 
a; Proteobacteria; Deltaproteobacteria; 


3492646 3492540 1 107 gi 
ATCC 43826 16S ribosomal RNA, partial se 
Bacteria; Actinobacteria; Actinobacterid 
Mycobacterium. 


3525835 3525750 1 87 


gi 


ridia; Clostridiales; Clostridiaceae; Cl 


219846640 


219846581 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 


al sequence 338924 
Thermales; Thermaceae; M 
ref |NR_026232.1 
uence 3407396 340888 


Syntrophobacterales; Syn 


ref|NR_026173.1 
quence 3491744 349320 
ae; Actinomycetales; Cor 
ref|NR_026151.1 


ostridium. 


3600830 3600745 1 87 gi 


219846506 


Nocardia sienata 


13 Nocardia sienata Bacteria; 
Nocardiaceae; 


Nocardia. 
Nocardia vinacea 


dia vinacea Bacteria; 


Nocardia. 
Pseudomonas flectens 


85 2856506 Pseudomonas flectens Bacteria; 
Enterobacteriaceae. 


Leucobacter albus 


46 Leucobacter albus Bacteria; 


eae; Leucobacter. 
Williamsia maris 
msia maris Bacteria; 
eae; Williamsia. 
Lactobacillus 
8 Lactobacillus 
s. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
6 Streptomyces 


Streptomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Gordonia 

4 Gordonia 

orynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Meiothermus cerbereus 


00 Meiothermus cerbereus Bacteria; 
Meiothermus. 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Desulfovibrio 
8 Desulfovibrio 


esulfovibrionaceae; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 

Gordonia hydrophobica 

ia hydrophobica 

ordoniaceae; Gordonia. 

Meiothermus 

4 3390664 Meiothermus 

eiothermus. 
Syntrophobacter 

1 Syntrophobacter 

trophobacteraceae; 


Mycobacterium 
9 Mycobacterium 


ynebacterineae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


ref |NR_026098.1 


Dolosigranulum pigrum 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 


455348 Bacteria_16S 


hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 


455348 Bacteria_16S 
komossense strain 
Bacteria; Actinob 


Mycobacterium. 


455348 Bacteria_16S 
strain ATCC 43910 
Bacteria; Actinob 


Mycobacterium. 


455348 Bacteria_16S 


bohemicum strain 


bohemicum Bacteri 


Mycobacteriaceae; 


455348 Bacteria_16S 


hassiacum strain 


3608423 3608317 1 107 gi 
ATCC 9874 16S ribosomal RNA, partial s 


Mycobacterium. 

3617506 3617400 1 107 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


3636926 3636820 1 107 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3664519 3664413 1 107 gi 
DSM 44277 16S ribosomal RNA, partial s 


Mycobacterium. 
3721866 3721760 1 107 gi 
3849 16S ribosomal RNA, partial sequen 


219846500 
eq 
a; Actinobacteria; Actinobacteridae; Act 


219846494 
ce 
al 

219846481 
al 

219846462 
eq 


a; Actinobacteria; Actinobacteridae; Act 


219846420 
ce 


uence 


36165 
es; 


36360 


es; 


uence 
inomycet 


37209 


inomycet 


Cory 


Cory 


ref|NR_026092.1 
3607525 360892 
ales; Corynebact 


Mycobacterium 
0 Mycobacterium 
erineae; 


’ 


ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


Mycobacterium 
cterium komossense 
ycobacteriaceae; 


ref|NR_026073.1| Mycobacterium duvalii 
02 3637503 Mycobacterium duvalii 
nebacterineae; Mycobacteriaceae; 


NR_026054.1 
3663577 366509 
ales; Corynebact 


Mycobacterium 
2 Mycobacterium 
erineae; 


, 


ref|NR_026011.1 
52 3722442 Mycoba 


Mycobacterium 
cterium hassiacum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

455348 Bacteria_16S 3967737 3967651 1 87 gi| 219846247 |ref|NR_025837.1| Mesorhizobium loti 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 3968315 Mesorhizobium loti Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

455348 Bacteria_16S 4039366 4039260 1 107 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

455348 Bacteria_16S 4074018 4073912 1 107 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

455348 Bacteria_16S 4075507 4075401 1 107 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

455348 Bacteria_16S 4209552 4209466 1 87 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

455348 Bacteria_16S 4223284 42231701 115 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

455348 Bacteria_16S 4233873 4233767 1 107 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
455348 Bacteria_16S 5478 5393 1 86 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

455348 Bacteria_16S 6940 6855 1 86 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

455348 Bacteria_16S 8397 8312 L 86 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

455348 Bacteria_16S 37252 37167 1 86 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

455348 Bacteria_16S 38655 38570 1 86 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

455348 Bacteria_16S 63038 62953 1 86 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
455348 Bacteria_16S 146522 146437 1 86 gi| 265678965 |ref|NR_029273.1| Marinovum algicola 
strain FF3 16S ribosomal RNA, partial sequence 145646 146993 Marinovum algicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Marinovum. 

455348 Bacteria_16S 259652 259567 1 86 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

455348 Bacteria_16S 261028 260943 1 86 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 


strain 166 16S ri 


bosomal RNA, partial sequence 


260171 261540 Rhizobium hainanense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


455348 Bacteria_ 


strain Hbl 16S r 
Proteobacteria; 


455348 Bacteria_ 


strain R85-13-6 
Proteobacteria; 


455348 Bacteria_ 


strain MSB-8 16S 
Thermotogae; The 


455348 Bacteria_ 


strain ATCC 2776 
Bacteria; Firmic 


455348 Bacteria_ 


berkhoffi 
berkhoffi 


subsp. 
subsp. 


455348 Bacteria_ 


thermoamylovoran 
thermoamylovoran 


455348 Bacteria_ 


strain 39 16S ri 
Firmicutes; Baci 


455348 Bacteria_ 


borstelensis str 
borstelensis Bac 


455348 Bacteria_ 


hongkongensis st 


hongkongensis Bac 


Loktanella. 


455348 Bacteria_ 


denitrificans st 


denitrificans Bac 


Pseudovibrio. 


455348 Bacteria_ 


strain PL7HG1 16 


455348 Bacteria_ 


populi BJ001 16S 
Bacteria; 


Alphaproteobacter 
455348 Bacteria_ 
vestfoldensis str 
vestfoldensis Bac 


Loktanella. 


455348 Bacteria_ 
contaminans strai 
contaminans Bacte 
455348 Bacteria_ 
helgolandensis st 
helgolandensis Ba 


Jannaschia. 


16S 309664 309583 1 82 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 

0 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 

utes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

16S 318648 318563 1 86 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 

i strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 

i Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

16S 321656 321553 1 104 gi| 265678846 |ref|NR_029151.1] Bacillus 

s strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 

s Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

16S 346426 346313 1 114 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 

bosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 

llales; Paenibacillaceae; Brevibacillus. 

16S 347895 347782 1 114 gi| 265678826 |ref|NR_029131.1| Brevibacillus 

ain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 

teria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

16S 358067 357982 1 86 gi|265678816|ref|NR_029121.1]| Loktanella 

rain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 

teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

16S 371553 371468 1 86 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 

rain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 

teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

16S 383708 383623 1 86 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 

S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

16S 416229 416144 1 86 gi|265678777|ref|NR_029082.1| Methylobacterium 

ribosomal RNA, partial sequence 415329 416805 Methylobacterium populi BJ001 

acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 

16S 463809 463696 1 114 gi| 265678742 |ref|NR_029047.1| Ancylobacter 

n AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 

ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 

16S 477460 477375 1 86 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 

ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

16S 503762 503677 1 86 gi|265678716|ref|NR_029021.1| Loktanella 

ain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 

teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

16S 526568 526463 1 106 gi|265678701|ref|NR_029006.1]| Anoxybacillus 

n R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 

ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

16S 572352 572267 1 86 gi|265678671|ref|NR_028976.1| Jannaschia 

rain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 

cteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

16S 582821 582708 1 114 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 


455348 Bacteria_ 
strain LF13 16S r 


Caldithrix. 

455348 Bacteria_16S 584309 584224 1 86 gi| 265678663 |ref|NR_028968.1 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
Paracoccus. 

455348 Bacteria_16S 678404 678319 1 86 gi| 265678597 |ref|NR_028902.1 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
455348 Bacteria_16S 679849 679764 1 86 gi|265678596|ref|NR_028901.1 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellac 
455348 Bacteria_16S 687307 687222 1 86 gi| 265678591 |ref|NR_028896.1 


Proteob 
455348 Bacteria_ 
rudongensis strai 
rudongensis Bacte 
455348 Bacteria_ 


16S 276204 276119 1 86 
ibosomal RNA, partial sequence 
Epsilonproteobacteria; Campylobacterale 
16S 295978 295893 1 86 gi 
1 
Epsilonproteobacteria; Campylobacterale 
16S 304991 304890 3 104 gi 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; 


gi 


xr Thermotoga. 


ibosomal RNA, partial sequence 


275297 27676 


6S ribosomal RNA, partial sequence 295056 29653 


304028 30558 


581868 58337 


265678876 


s; Helicob 
265678863 


s; Helicob 
265678857 


cetonica strain 480 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 


ref|NR_029182.1 


acte 
ref 


raceae; 
NR_029169.1 


acte 
ref 


raceae; 
NR_029163.1 


Helicobacter bilis 


1 Helicobacter bilis Bacteria; 
Heli 


cobacter. 
Helicobacter mustelae 


6 Helicobacter mustelae Bacteria; 
Heli 


cobacter. 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


1 Caldithrix abyssi Bacteria; 


Paracoccus 
Paracoccus 
obacteraceae; 


Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 
eae; Ochrobactrum. 
Desulfosarcina 


686343 687857 Desulfosarcina cetonica 


455348 Bacteria_16S 
aurantiaca strain 
Proteob 
455348 Bacteria_16S 


Bacteria; 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
455348 Bacteria_16S 
kondratievae stra 
Proteob 
455348 Bacteria_16S 
yuanmingense stra 
yuanmingense Bact 


Bacteria; 


Bradyrhizobium. 


455348 Bacteria_16S 


sibiricum strain 
Bacteria; 


strain LSv21 16S 


Proteobacteria; 


Bacteria; Proteob 


455348 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


455348 Bacteria_16S 


strain SH22623 16 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


455348 Bacteria_16S 


strain W1-2B 16S 


pametensis strain 
pametensis Bacter 
Helicobacter. 


455348 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


455348 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


455348 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


455348 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


455348 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


455348 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


455348 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


455348 Bacteria_16S 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


455348 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


455348 Bacteria_16S 


Proteob 
455348 Bacteria_16S 


D 
455348 Bacteria_16S 
nubinhibens strai 


697996 697911 1 86 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
794472 794387 1 86 gi 
B 16S ribosomal RNA, partial sequence 


848024 847939 1 86 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
870718 870633 1 86 gi 
in B0O71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


900964 900863 1 102 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
922650 922549 3 104 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
928788 928703 1 86 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
942669 942588 1 82 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co 
1025524 1025439 1 86 gi 
S ribosomal RNA, partial sequence 


1057503 1057418 1 86 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1069606 1069521 1 86 
ribosomal RNA, partial sequence 


gi 


1128350 1128265 1 86 gi 
B9A Seymour 16S ribosomal RNA, partia 
ia; Proteobacteria; Epsilonproteobacte 


1184373 1184292 1 82 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 

1200990 1200905 1 86 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1202566 1202465 3 104 gi 


motogales; Thermotogaceae; Thermotoga. 
1232728 1232643 1 86 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1255289 1255176 1 114 gi 
n DSM 6472 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 
1270489 1270404 1 86 gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


1271946 1271861 1 
1 RNA partial sequence 
ia; Desulfobacterales; Desulfobacterac 
1355451 1355367 1 85 gi 
strain ATCC 33508 16S ribosomal RNA, p 
costicola Bacteria; Proteobacteria; Ga 


86 gi 


1362856 1362771 1 86 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


921679 92319 


1024681 10260 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
455348 Bacteria_16S 


1068707 10701 
Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
455348 Bacteria_16S 


1271016 1272493 Desul 


265678584 
nce 69711 
terales; C 
265678516 

79361 
biaceae; R 
265678481 
nce 84713 
terales; R 
265678465 
uence 
ria; Rhizo 
265678444 
e 90001 
hales; Pis 
265678430 


Desulfoba 
265678426 
nce 92790 
terales; R 
265678417 
94171 
mamonadace 
265678361 


biaceae; R 
265678339 
al sequenc 
eria; Rhiz 


265678331 


aulobacter 
253680771 
1 sequence 
ria; Campy 


228717037 
ce 11834 
Ruminococc 
228715386 
ce 12000 
es; Synerg 
228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 


219878271 
quence 
cteria; Rh 
219857194 
sequence 
llaceae; B 
219846400 
sequence 
ia; Desulf 


, 


219846399 


eae; Desul 
228720264 
artial seq 
mmaproteob 


228719132 
nce 13619 
terales; R 
228719040 


1365757 1365672 1 86 gi 


ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref|NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref|NR_028784.1 
2 848491 Paraco 
hodobacteraceae; 
ref |NR_028768.1 

869838 871263 
biales; Bradyrhi 


ref |NR_028746.1 
3 901506 Thioal 
cirickettsiaceae 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desul 
ref |NR_028728.1 
3 929320 Roseov 
hodobacteraceae; 
ref |NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref |NR_028663.1 


hizobium/Agrobac 
ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref|NR_028019.1 

1127427 112890 
lobacterales; He 


ref |NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_027530.1 
a neapolitan 


ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref |NR_024822.1 
1254345 125584 
revibacillus. 
ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref 
fone 
fone 

ref 
uenc 
acte 


NR_025990.1 
ma magnum Ba 
ma. 
NR_027590.1 
e 135446 
ria; Vibrion 


ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027578.1 


Brevundimonas 
dimonas aurantiaca 
Brevundimonas. 
Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Paracoccus 
ccus kondratievae 
Paracoccus. 
Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Desulfofrigus fragile 

fragile Bacteria; 
fofrigus. 

Roseovarius 
arius nubinhibens 
Roseovarius. 

Comamonas terrigena 
nas terrigena Bacteria; 


v 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 
Rhodopseudomonas 

7 Rhodopseudomonas 

izobiaceae; 


Brevundimonas nasdae 
nasdae Bacteria; 
onas. 

Helicobacter 
7 Helicobacter 
licobacteraceae; 


Anaerotruncus 
truncus colihominis DSM 
ncus. 

Aminobacterium 
acterium colombiense DSM 
acterium. 

Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Brevibacillus 
5 Brevibacillus 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Desulfonema magnum DSM 
cteria; Proteobacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Nitrobacter 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 


455348 Bacteria_16S 


strain HTCC2516 1 
Bacteria; 


nodulans ORS 2060 
Methylobacterium. 


455348 Bacteria_16S 
antibioticus strain USAM 3C 16S ribosomal RNA, partial 
antibioticus Bacteria; 


Lysobacter. 


455348 Bacteria_16S 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; 


Thalassobacter. 


455348 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


455348 Bacteria_16S 


strain SO2 16S ri 


strain KMM 426 16 
Bacteroidetes; Fl 


455348 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


455348 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


455348 Bacteria_16S 
faecalis strain gc 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


455348 Bacteria_16S 


papyrosolvens DSM 
2782 Bacteria; Fi 


455348 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


455348 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


455348 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


455348 Bacteria_16S 


VKM B1479 16S rib 


gallinifaecis str 
gallinifaecis Bac 


455348 Bacteria_16S 


strain 16351 16S 
Firmicutes; Clost 


455348 Bacteria_16S 


strain R-8904 16S 
Proteobacteria; A 


455348 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


455348 Bacteria_16S 


strain IBS 506 16 
Proteobacteria; A 


1370462 1370377 1 86 gi 


1379569 1379484 1 86 gi 


1397475 1397390 1 86 gi 


1429377 1429264 1 114 


gi 


Proteobacteria; Gammaproteobacteri 


1444776 1444691 1 86 gi 


1482609 1482524 1 86 gi 
vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; 


1487116 1487031 1 86 
bosomal RNA, partial sequence 


gi 


1544584 1544503 1 82 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavobact 
1555065 1554960 1 106 gi 
AB04 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Bacillaceae; Anoxybacil 
1562482 15623771 106 gi 
rain K4 16S ribosomal RNA, partial seque 
cteria; Firmicutes; Bacillales; Bacillac 
1572912 1572827 1 86 gi 


gi 


acteria; Alphaproteobacteria; Rhizobiale 
1577490 1577409 1 82 gi 
2782 16S ribosomal RNA, complete sequen 
rmicutes; Clostridia; Clostridiales; Clo 
1580500 1580415 1 86 gi 
CFNEI 156 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteria; 
ifer group; Sinorhizobium. 

1612672 1612587 1 86 gi 
in LMG 22007 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteri 


1614198 1614085 1 114 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Clostrid 
1650576 1650491 1 86 gi 
osomal RNA, partial sequence 


1656721 1656636 1 86 gi 
ain Iso 196 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobacter 
1670584 1670499 1 86 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1711722 1711637 1 86 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; Rho 
1939702 1939617 1 86 gi 
in DSM 5686 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacteri 


cl 


2075641 2075556 1 86 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bartone 


gi 


455348 Bacteria_16S 


strain IBS 382 16 


228718299 
6S ribosomal RNA, partial sequence 1369567 13709 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
455348 Bacteria_16S 
HEL-45 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
455348 Bacteria_16S 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Alphaproteobacteria; 


228717469 
1378686 1380064 Ocean 
hodobacter 
228715764 


224581439 
sequence 


224581424 
sequence 

219878151 
Fusobacteria; 
219857235 
1486230 14876 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


455348 Bacteria_16S 219857262 


1543657 15451 
219857209 
219846143 


219857383 


219846510 


219878468 


219878467 


219878400 
1710844 17122 


219878235 


219878139 
2074760 20762 


a; 


partial 


eriaceae; 


e 15541 
lus. 


nce 
eae; 


15720 
S; 


ce 15765 


quence 


sequence 
a; 


16132 


equence 
ia; 


ostridiu 


dobacter 


equence 
a; 


llaceae; 


2084894 2084809 1 86 gi 
S ribosomal RNA, partial sequence 


219878133 


ref 
Rhodo 
ref 
ibul 
aceae; 
ref 


Rhiz 


ref 


ref 


ref 
sequence 
Fusobacteriales; 
ref 
Rhizo 
ref 
ref 
ref 


ref 


ref 


stridiaceae; 
219878491 |ref 
Rhizobiales; 


ref 


ref 


iales Family 
219878442 
1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthob 
455348 Bacteria_16S 


ref 


ref 


Rhizobiales; 
219878428 
1669639 16711 


ref 


aceae; 
ref 


Rhizobial 


ref 


ref 


Bradyrhizobiaceae; 
NR_026102.1 
77 1578067 Clostr 
Clostridium. 
NR_025251.1 
1579624 158106 
Rhizobiace 


XI. 


Labrys. 


Bartonella. 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


NR_027572.1 


NR_027221.1 
1428427 14299 
Xanthomonadales; Xant 
NR_027205.1 
1443876 14453 
Rhodobacterales; Rh 
NR_025290.1 
14817 
Fu 


NR_024863.1 


bium/Agrobac 
NR_024893.1 


NR_025733.1 
1561538 15629 
Anoxybacillus. 
NR_024971.1 
32 1573475 Rhodop 
Rh 


NR_025607.1 
1611794 16132 
Rhodobacterales; Rhod 
NR_025606.1 
59 1614770 Helcoc 
Incerta 
NR_025581.1 
41 Labrys monachus Bacteria; 
acteraceae; 
219878437 NR_025576.1 
1655822 16572 
Brucel 
NR_025567.1 


NR_025539.1 


NR_025278.1 


NR_025272.1 


3 


2 


4 


0 


1 


0 


7 
ne 


1: 


4 


Oceanicola. 


bus. 
Methylobacterium 
3 Methylobacterium 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Fusobacterium 


sobacteriaceae; 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Clostridium 
idium papyrosolvens 


Sinorhizobium 
0 Sinorhizobium 
ae; 


Loktanella 
8 Loktanella 
obacteraceae; 


occus sueciensis 
e Sedis; 


Ochrobactrum 
4 Ochrobactrum 
aceae; 


a. 
Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Ochrobactrum. 
Clostridium bolteae 
36 Clostridium bolteae Bacteria; 
m. 

ref 


Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
bacteraceae; 
NR_027563.1| Oceanibulbus indolifex 
bus indolifex HEL-45 Bacteria; 
Oceanibul 
NR_027539.1 
1396599 13980 
obiales; Methylobacteriaceae; 


3 1483108 Fusobacterium 


Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
terium group; Rhizobium. 
Arenibacter latericius 
00 Arenibacter latericius Bacteria; 
Arenibacter. 
NR_024837.1 
24 1555535 Anoxyb 


DSM 


Helcococcus sueciensis 


Helcococcus. 
Labrys monachus strain 


Loktanella salsilacus 
58 Loktanella salsilacus Bacteria; 
Loktanel 
NR_025374.1 
1938810 19402 
es; Methylob 


Bartonella tribocorum 
00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 
2084014 2085453 Bartonella alsatica Bacteria; 


455348 Bacteria_16S 2109197 2109116 1 82 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 2142482 2142401 1 82 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
455348 Bacteria_16S 2159061 2158976 1 86 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

455348 Bacteria_16S 2245454 2245369 1 86 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

455348 Bacteria_16S 2283929 2283845 1 85 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter marinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 

455348 Bacteria_16S 2292934 2292849 1 86 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

455348 Bacteria_16S 2295910 2295825 1 86 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

455348 Bacteria_16S 2297376 2297291 1 86 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

455348 Bacteria_16S 2326201 2326120 1 82 gi|219857512|ref|NR_025100.1]| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 


Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; Clostridium. 

455348 Bacteria_16S 2332167 2332082 1 86 gi|219857508|ref|NR_025096.1| Helicobacter 
canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

455348 Bacteria_16S 2341163 2341078 1 86 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 
strain LBB1 16S ribosomal RNA, partial sequence 2340265 2341721 Rhodobaca bogoriensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 
455348 Bacteria_16S 2395806 2395721 1 86 gi|219857463|ref|NR_025051.1| Bartonella birtlesii 
strain IBS 325 16S ribosomal RNA, partial sequence 2394935 2396335 Bartonella birtlesii Bacteria; 


Bartonella. 
ref|NR_025043.1| Riemerella columbina 
26 Riemerella columbina Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
455348 Bacteria_16S 2407999 2407918 1 82 gi| 219857455 
strain LMG11607 16S ribosomal RNA, partial sequence 2407067 24085 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Riemerella. 

455348 Bacteria_16S 2468877 2468776 1 102 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
455348 Bacteria_16S 2473367 2473254 1 114 gi|219857401|ref|NR_024989.1| Smithella propionica 
strain LYP 16S ribosomal RNA, partial sequence 2472404 2473774 Smithella propionica Bacteria; 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Smithella. 

455348 Bacteria_16S 2542220 2542135 1 86 gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 2542665 Hyphomonas adhaerens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

455348 Bacteria_16S 2549813 2549728 1 86 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

455348 Bacteria_16S 2563629 2563544 1 86 gi|219857335|ref|NR_024923.1| Helicobacter 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

455348 Bacteria_16S 2568211 2568126 1 86 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 
strain AN1 16S ribosomal RNA, partial sequence 2567339 2568717 Nitrobacter alkalicus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

455348 Bacteria_16S 2672031 2671946 1 86 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

455348 Bacteria_16S 2682734 2682653 1 82 gi|219857201|ref|NR_024829.1| Clostridium 
straminisolvens strain CSK1 16S ribosomal RNA, partial sequence 2681812 2683258 Clostridium 
straminisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 2697442 2697337 1 106 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

455348 Bacteria_16S 2708170 2708085 1 86 gi|219857183|ref|NR_024811.1| Hydrogenimonas 


thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 


2707242 2708663 Hydrogenimonas 


thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 


Hydrogenimonas. 


455348 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


455348 Bacteria_16S 


amylolyticum stra 
amylolyticum Bact 


455348 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


455348 Bacteria_16S 


japonensis strain 
Bacteria; Proteob 


455348 Bacteria_16S 


carotinifaciens s 
carotinifaciens B 
Paracoccus. 


455348 Bacteria_16S 


larrymoorei strai 
larrymoorei Bacte 
Rhizobium/Agrobac 


455348 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


455348 Bacteria_16S 


thermoruber strai 
Bacteria; Firmicu 


455348 Bacteria_16S 


strain SG3902 16S 
Firmicutes; Clost 


455348 Bacteria_16S 


mediterraneus str 
mediterraneus Bac 
Sulfitobacter. 


455348 Bacteria_16S 


strain ORS 992 16 
Proteobacteria; A 


455348 Bacteria_16S 


pantotrophus stra 
pantotrophus Bact 
Paracoccus. 


455348 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Paracoccus. 


455348 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partia 


histidinovorans s 
histidinovorans B 


455348 Bacteria_16S 


strain N2 16S rib 
Proteobacteria; A 


455348 Bacteria_16S 


strain A901/1 16S 
Proteobacteria; A 


455348 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


455348 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


455348 Bacteria_16S 


strain IFO 10550 


osomal 


acteria 
455348 Bacteria_16S 
in EL-2 
eria; 


in MBIC4355 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; Fl 
2865169 2865084 1 86 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


s 
a; 


2923554 2923442 1 113 gi 

12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 
2926416 2926331 1 86 gi 
train E-396 16S ribosomal RNA, complet 
acteria; Proteobacteria; Alphaproteoba 


ne 


e 


2994608 2994523 1 86 gi 
n AF3.10 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

2999243 2999138 1 106 gi 
in DSM 2641 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Bacillac 
3002383 3002270 1 114 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3017510 3017429 1 82 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
3063060 3062975 1 86 gi 
ain CH-B427 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


qu 
ia 


s 
ea 


ne 
vi 


ce 


s 
er 


3076368 3076283 1 86 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3085585 3085500 1 86 gi 
in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


gi 
bi 


al 
ri 


3087030 3086945 1 86 gi 
ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


ue 
er 


3088528 3088415 1 114 


gi 
al 
ri 


acteria; Clost 


gi 


Firmicutes; Clostridia; 
3107977 3107892 1 86 
RNA, complete sequence 
teobacteria; Rhodobacterales; R 
3134966 3134881 1 86 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3144041 3143956 1 86 gi 
16S ribosomal RNA, partial sequence 

; Alphaproteobacteria; Rhodobac 
3162368 3162283 1 86 gi 
19 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


lphapro ho 


ho 


te 


eq 


P ri 


3163828 3163743 1 86 gi 
172 16S ribosomal RNA, partial sequenc 
lphaproteobacteria; Rhodobacterales; R 
3209449 3209346 1 104 gi 


e 
ho 


Sphingomonadales; Sp 


455348 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; 


Spirochaetales; 


s 
av 


na 


ct 


219856841 


e 


219846927 


enc 


, 


219846924 
equence 


e; 


219846922 


e 
bac 


219846912 
3016582 30179 


ae; 


219846880 


equ 
ia; 


219846871 
3075492 30769 


ace 


219846865 


se 
a; 


219846864 


nce 
ia; 


219846863 


seq 
dia 


219846850 
3107102 31085 


dob 


219846832 
3134094 31355 


dob 


219846826 


ral 


219846814 


uen 
a; 


219846813 


dob 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 


Proteobacteria; Alphaproteobacteria; hingomon 


3318560 3318447 1 114 gi 
ribosomal RNA, partial sequence 
Spirochaetaceae; 


Spirochaet 


219846708 
3317638 3319106 Spirochaeta asiatica Bacteria; 


a. 


equence 
obacteri 
219856881 
equence 
Sphingo 


dales; 
219856839 
sequence 
eria; 


Rhizobi 


ref 
2 


ref 
2922617 2 
4 
ref 

2 


Rh 


ref 
e 


Anoxy 


30014 
illus. 
ref 


ia. 
ref 


Oren 


ence 
Rhod 


ref 
ae; R 
ref 


quenc 
Rhodo 


ref 
Rhod 


ref 
uence 
les; 
ref 


acter 
ref 


acter 
ref 
31431 
es; R 
ref 


w 


ce 
Rhodo 


ref 
31629 
acter 
ref 


adac 
ref 


ales 


mona 


anth 


odob 


33 3002946 Brevi 


3062186 30636 
obac 


e 3084717 30861 
bact 


3086162 30875 
obac 


3087607 30890 
Clos 


69 3144565 Sulfi 
hodo 


161511 31629 
bact 
61 3164378 Roseo 


acea 


11 Sphingomonas 


2738273 2738192 1 82 gi|219857162|ref|NR_024790.1 
n KMM 3674 16S ribosomal RNA, partial sequence 2737379 273875 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
2811706 2811625 1 82 gi| 219857109 |ref|NR_024737.1 


2810779 281222 
Flavobacte 


, 


NR_024700.1 
864276 286573 
dales; Sphi 


NR_024660.1 
924080 Pseud 
omonadaceae; 
NR_024658.1 
925520 292697 


acterales; 


NR_026519.1 
6 
s; Rhizobiac 
NR_026516.1 
1 


NR_026514.1 


NR_026504.1 


NR_026472.1 
0 
fe} 


terales; Rh 


NR_026463.1 


bium/Agrobac 
NR_026457.1 
1 
erales; Rhod 
NR_026456.1 
5 
terales; Rho 
NR_026455.1 
9 
tridiaceae; 


NR_026442.1 


e; Rhodovulu 
NR_026424.1 


e; Paracoccu 
NR_026418.1 
t 
bacteraceae; 
NR_026406.1 
ab 
erales; Rhod 
NR_026405.1 
Vv 
e; Roseovari 


NR_026374.1 


eae; Sphingo 


n 


co} 


R 


b 


Arenibacter 

9 Arenibacter 

iaceae; Arenibacter. 
Tenacibaculum 

2 Tenacibaculum 

riaceae; Tenacibaculum. 
Sphingomonas 

8 Sphingomonas 

gomonadaceae; 


Pseudoxanthomonas 

xanthomonas japonensis 
Pseudoxanthomonas. 
Paracoccus 

1 Paracoccus 

hodobacteraceae; 


Agrobacterium 
8 Agrobacterium 


eae; 


Anoxybacillus 
6 Anoxybacillus 


Brevibacillus 
acillus thermoruber 


Orenia salinaria 


18 Orenia salinaria Bacteria; 


Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Rhizobium undicola 


24 Rhizobium undicola Bacteria; 
hizo 


terium group; Rhizobium. 
Paracoccus 

1 Paracoccus 
obacteraceae; 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


Natronincola 
0 Natronincola 
Natronincola. 
Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 
acea 


m. 
Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 
acea 


s. 
Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Sphingomonas mali 


mali Bacteria; 
monas. 


NR_026300.1 


Spirochaeta asiatica 


455348 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
455348 Bacteria_16S 


stercorarium subs 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


Clostridiaceae; C 


455348 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


455348 Bacteria_16S 


cellobioparum str 
cellobioparum Bac 


455348 Bacteria_16S 


strain LMG 7837 1 


Sinorhizobium. 


455348 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


455348 Bacteria_16S 


strain USDA 1844 


strain H152 16S r 


arcticus strain 2 
Bacteria; Proteob 


455348 Bacteria_16S 


strain CNS 2-75 1 


strain LRB 8581 1 
Proteobacteria; E 


455348 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


455348 Bacteria_16S 


acrylicus strain 
Bacteria; Proteob 


455348 Bacteria_16S 


strain ATCC 29543 
Bacteria; Proteob 


455348 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


455348 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


455348 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


455348 Bacteria_16S 


cellulolyticus st 
cellulolyticus Ba 


455348 Bacteria_16S 


strain F9251 16S 


oligotrophica str 
oligotrophica Bac 


455348 Bacteria_16S 


strain DM-82 16S 
Proteobacteria; A 


455348 Bacteria_16S 


extorquens strain 
extorquens Bacter 
Methylobacterium. 


455348 Bacteria_16S 


strain IAM 13153 


3571782 3571666 1 117 
ribosomal RNA, partial sequence 
Bifidobacteriales; Tu 
3582259 3582178 1 82 gi 
thermolacticum strain TX41 16S ribo 


gi 


p. 


lostridium. 

3588474 3588390 1 85 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3594630 3594549 1 82 gi 
ain DSM 1351 16S ribosomal RNA, partia 
teria; Firmicutes; Clostridia; Clostri 
3603872 3603787 1 86 gi 


3635426 3635341 1 86 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3646122 3646037 1 86 gi 


3656773 3656688 1 86 
ibosomal RNA, partial sequence 


gi 


3682744 3682659 1 86 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3684197 3684112 1 86 gi 


3697786 3697701 1 86 gi 
psilonproteobacteria; Campylobacterale 
3703857 3703776 1 82 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
3766476 37663711 106 gi 
W218 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfov 
3817877 3817792 1 86 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3819400 3819315 1 86 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3822462 3822377 1 86 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3851129 3851048 1 82 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


3852638 3852557 1 82 gi 
rain CD2 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
3894107 3894022 1 86 gi 
ribosomal RNA, partial sequence 


3912429 39123441 86 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 
3938068 3937983 1 86 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
3939505 39394201 86 gi 
TK 0001 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


ri 


so 


nc 
el 


1 
di 


bi 


ob 


bi 


bi 


te. 


id: 


Ss; 


ia 
la 


ce 
ib 


ob 


Ss; 


S; 
ti 
di 


qu 


id 


ne 


ue 
er 


ho 


eq 
a; 


219846528 
3570843 35723 


219846521 


219846517 


219846512 


219846504 
6S ribosomal RNA, partial sequence 3602996 36044 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


219846482 


219846474 
16S ribosomal RNA, partial sequence 3645244 36466 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
455348 Bacteria_16S 219846467 
3655877 36573 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


455348 Bacteria_16S 219846449 


219846448 
6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
455348 Bacteria_16S 219846438 


6S ribosomal RNA, partial sequence 3696887 36983 


219846434 


219846387 


219846351 


219846350 


3818485 38199 


219846348 
3821543 38230 


219846328 


219846327 


219846299 
3893217 38946 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


455348 Bacteria_16S 219846286 


219846267 
3937190 39385 


219846266 


ref|NR_026120.1 
cella. 
ref 

par 


NR_026113.1 


mal RNA, tial sequenc 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026104.1 

3593717 359520 
ostridiaceae; Cl 
ref |NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


e 35875 
lales; D 


sequence 
ales; Cl 


aceae; S 
ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026066.1 


36345 
acterale 


hizo 
ref 


R bium/Agrobac 


NR_026059.1 


aceae; 


Rhizobium/Agrobac 
ref |NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref|NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref |NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref |NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref|NR_025978.1 
67 3766920 Desulf 
; Desulfovibrion 
ref |NR_025942.1 
54 3818434 Woline 
s; Helicobactera 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 
ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref|NR_025918.1 
nce 385021 
ridi Rumino 


aceae; 


36818 
rales; R 
O 


aceae; 


Helicob 


1 sequen 
vobacter 


37655 
rionales 


38169 
acterale 


Helicob 


Helicob 


al seque 
a; Clost ales; 
ref|NR_025917.1 

3851732 385319 
uminococcaceae; 
ref|NR_025889.1 


ence 


iales; R 


tonella. 
NR_025876.1 
911550 391285 
obiales; Bradyrh 
ref|NR_025857.1 


Bar 
ref 


llaceae; 


Ww 


nce 


ia; Rhiz 


dobacteraceae; Paracoccu 
ref|NR_025856.1 
3938625 394003 


ales; Methylobac 


uence 
Rhizobi 


’ 


3976486 3976401 1 
16S ribosomal RNA, 


86 gi 
complete sequence 


219846241 


Clostridia; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Desulfurella 
urella acetivorans 
Desulfurella. 
Clostridium 
3 Clostridium 
ostridium. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Helicobacter rodentium 
bacter rodentium 
ceae; Helicobacter. 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Desulfovibrio 
ovibrio acrylicus 
aceae; Desulfovibrio. 
Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 

Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


s. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


ref |NR_025831.1 
3975607 3977021 Mycopl 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 


Mycoplana bullata 
ana bullata Bacteria; 


455348 Bacteria_16S 


strain gal 1261 1 
Proteobacteria; A 


455348 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


455348 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


455348 Bacteria_16S 


strain A828 16S r 
Proteobacteria; A 


455348 Bacteria_16S 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


455348 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


455348 Bacteria_16S 


strain KMM 3554 1 
Proteobacteria; A 


455348 Bacteria_16S 


strain G2 16S rib 
Firmicutes; Bacil 


455348 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


455348 Bacteria_16S 


hispanicum strain 
Bacteria; Proteob 


455348 Bacteria_16S 


aquaticum strain 
Bacteria; Proteob 


455348 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


455348 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


455348 Bacteria_16S 


succinivorans str 
succinivorans Bac 


455348 Bacteria_16S 


aespoeensis strai 
aespoeensis Bacte 
Desulfovibrio. 


455348 Bacteria_16S 


strain BR 16S rib 
Spirochaetes; Spi 


455348 Bacteria_16S 


helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 


455348 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


455348 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


455348 Bacteria_16S 


polysaccharolytic 


Thermoanaerobacterium polysaccharolyticum Bacteria; 


Thermoanaerobacte 


455348 Bacteria_16S 


strain CC-1 16S r 
Thermotogae; Ther 


455348 Bacteria_16S 
marinus strain MH-110 16S ribosomal RNA, partial sequence 


3980637 3980552 1 86 gi 
lphaproteobacteria; Rhizobiales; Rhizo 
3994055 3993950 1 106 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4093824 4093743 1 82 gi 
Flavoba 

gi 


avobacteria; Flavobacteriales; 
4108732 4108647 1 86 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
4134597 4134512 1 86 gi 
171 16S ribosomal RNA, partial 

roteobacteria; Alphaproteobacte 


in BC74 
eria; P 


4167049 4166964 1 
KMM 358 
a; Prot 


86 gi 
4 16S ribosomal RNA, partial se 
eobacteria; Alphaproteobacteria 


4168531 4168446 1 
6S ribo 
lphaproteobacteria; 
4197576 41974711 
osomal RNA, partial sequence 
lales; Bacillaceae; Anoxybacillus. 
4232351 4232266 1 86 gi 
ns strain MB2 16S ribosomal RNA, parti 
ns Bacteria; Proteobacteria; Alphaprot 


86 gi 


Rhodobacterales; R 
106 gi 


4239898 4239813 1 86 gi 
GP34 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhizobia 
4241357 42412721 86 gi 
GR16 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
4012 3928 1 85 gi 


ammaproteobacteria; Legionellales; Leg 
44745 44661 1 85 gi 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
70586 70502 1 85 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 


6S ribosomal RNA, partial sequence 4092900 40 


4107869 41 


16S ribosomal RNA, partial sequence 3080 


43805 


219846238 


6S ribosomal RNA, partial sequence 3979744 39812 


biaceae; R 
219846229 


3993148 39945 


219846157 
943 
cteriaceae 
219846146 
092 
nellaceae; 
219846124 
sequence 

ria; Rhodo 


219846102 
quence 
; Rhodo 


: bac 


219846101 


somal RNA, partial sequence 4167649 41690 


hodobacter 
219846077 


4196627 41980 


219846047 
al sequenc 
eo 


219846042 
nce 42390 
les; Methy 
219846041 
ce 42404 
les; Methy 
265679061 
4533 
ionellacea 
265679034 
45323 
Halomonad 
265679017 
quence 
diales; Ve 


96218 96134 1 85 gi 
n Aspo2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


111437 111353 1 

osomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponem 
160302 160186 1 117 gi 
SM 20419 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


85 gi 


’ 


192310 192226 1 85 gi 
JB103 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Methyloc 
224623 224539 1 85 gi 


ridia; Clostridiales; Peptococcaceae; 
270098 270014 1 85 gi 
um strain KMTHCJT 16S ribosomal RNA, p 


rales; Thermoanaerobacterales Family I 
330921 330837 1 85 gi 
ibosomal RNA, partial sequence 

motogales; Thermotogaceae; Geotoga. 


265678999 
uence 
ia; Desulf 


265678988 


110499 11199 


a. 
265678956 

quence 

tinomyceta 


265678935 
ence 19135 
occales; M 
265678913 


16S ribosomal RNA, partial sequence 223682 22507 


Peptococcu 
265678880 
artial seq 


II. Incert 
265678840 


329993 33159 


341889 341805 1 85 gi 


265678830 


bacteria; 


Firmicutes; 


ref |NR_025828.1 


hizo 
ref 


bium/Agrobac 
NR_025819.1 


ref|NR_025747.1 


¢ Ar 
ref 


enibacter. 
NR_025736.1 


tonella. 
NR_025714.1 
133716 413512 
bacterales; Rhod 


Bar 
ref 


rs 


ref |NR_025692.1 
166170 416759 


terales; Rhodoba 


rs 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref|NR_025667.1 
08 Anoxybacillus 


ref|NR_025637.1 
e 4231451 423288 
; Rhodobacterale 
ref |NR_025632.1 
11 4240418 Methyl 
lobacteriaceae; 
ref|NR_025631.1 
69 4241874 Methyl 
lobacteriaceae; 
ref|NR_029369.1 


e; L 
ref 


egionella. 
NR_029342.1 


aceae; Carnimona 
ref |NR_029325.1 

69637 71125 
illonellaceae; S 
ref |NR_029307.1 

95265 96764 
ovibrionales; De 


ref|NR_029296.1 


ref |NR_029264.1 
159387 160848 
les; Micrococcin 


ref|NR_029243.1 
7 192822 Methyl 
ethylococcaceae; 
ref|NR_029221.1 
Ss. 

ref 
uenc 


NR_029186.1 
e 269183 


ae S 
ref 


edis; Thermo 
NR_029145.1 


ref |NR_029135.1 


Clostridia; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


terium group; Rhizobium. 
Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Anoxybacillus gonensis 
gonensis Bacteria; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 

Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Legionella erythra 


Legionella erythra Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


Ss. 
Schwartzia 
Schwartzia 

chwartzia. 
Desulfovibrio 
Desulfovibrio 

sulfovibrionaceae; 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Pseudoclavibacter 
Pseudoclavibacter 
eae; Microbacteriaceae; 


Methylomonas 
omonas aurantiaca 
Methylomonas. 

Peptococcus niger 


4 Peptococcus niger Bacteria; 


Thermoanaerobacterium 
270620 


anaerobacterium. 
Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Hydrogenovibrio 


340936 342344 Hydrogenovibrio marinus 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 


455348 Bacteria_16S 355160 355076 1 85 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

455348 Bacteria_16S 362666 362582 1 85 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

455348 Bacteria_16S 377635 377519 1 117 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

455348 Bacteria_16S 382194 382110 1 85 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

455348 Bacteria_16S 388359 388275 1 85 gi|265678796|ref|NR_029101.1| Veillonella ratti 
strain RV-12x 16S ribosomal RNA, partial sequence 387448 388843 Veillonella ratti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

455348 Bacteria_16S 402176 402060 1 117 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
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455348 Bacteria_16S 1669031 1668915 1 117 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

455348 Bacteria_16S 1704158 1704074 1 85 gi|219878405|ref|NR_025544.1| Methylocystis 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 1703281 1704687 Methylocystis 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylocystis. 
455348 Bacteria_16S 1717856 1717764 1 93 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

455348 Bacteria_16S 1769468 1769384 1 85 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 
strain 525 16S ribosomal RNA, partial sequence 1768558 1770021 Nautilia lithotrophica Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

455348 Bacteria_16S 1811955 1811839 1 117 gi|219878328|ref|NR_025467.1| Curtobacterium 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequence 1811040 1812516 
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455348 Bacteria_16S 2098529 2098445 1 85 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

455348 Bacteria_16S 2106182 2106102 2 82 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
455348 Bacteria_16S 2163588 2163504 1 85 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

455348 Bacteria_16S 2187968 2187884 1 85 gi|219857607|ref|NR_025196.1| Legionella busanensis 
strain K9951 16S ribosomal RNA, partial sequence 2187032 2188507 Legionella busanensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

455348 Bacteria_16S 2221237 2221153 1 85 gi| 219857585 |ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

455348 Bacteria_16S 2222647 2222563 1 85 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

455348 Bacteria_16S 2228806 2228690 1 117 gi|219857580|ref|NR_025168.1| Agromyces aurantiacus 
strain YIM 21741 16S ribosomal RNA, partial sequence 2227890 2229353 Agromyces aurantiacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

455348 Bacteria_16S 2236444 2236360 1 85 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

455348 Bacteria_16S 2356344 2356260 1 85 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 
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burkinensis strai 
Bacteria; Proteob 


455348 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


455348 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


455348 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


455348 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


455348 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


455348 Bacteria_16S 


spinosa strain DS 
spinosa Bacteria; 
Pseudonocardiacea 


455348 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


455348 Bacteria_16S 


narugense strain 
Bacteria; Firmicu 


455348 Bacteria_16S 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


455348 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


455348 Bacteria_16S 


strain ATCC 33616 
Bacteria; Proteob 


455348 Bacteria_16S 


strain IAM 14848 
Actinobacteria; A 


455348 Bacteria_16S 


strain IFO 15616 
Actinobacteria; A 


455348 Bacteria_16S 


strain LS-13 16S 


2400327 2400243 1 85 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


2403368 2403284 1 85 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2415758 2415674 1 85 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


2501857 2501773 1 85 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2503363 2503279 1 85 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2526103 2526019 1 85 gi 


ubsp. lawsonii strain CHY5 16S ribosom 


; Campylobacteraceae; Campylobacter. 


2574378 2574294 1 85 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


2606681 2606597 1 85 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2614429 2614345 1 85 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2623626 2623542 1 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2651161 2651077 1 85 gi 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2654178 2654094 1 85 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2661654 2661570 1 85 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2669003 2668887 1 117 gi 
M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 
e; Saccharopolyspora. 
2676619 2676535 1 85 
ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
2739730 2739646 1 85 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
2760466 2760350 1 117 gi 
15668 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


2852831 28527311 101 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2857510 2857410 1 101 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
2900460 2900344 1 TL? gi 


ctinobacteridae; Actinomycetales; Micr 
2903532 2903416 1 117 gi 


ctinobacteridae; Actinomycetales; Micr 


2613469 26150 


2650247 2651682 Azosp 


2653267 26546 


2675717 26771 


16S ribosomal RNA, partial sequence 2899524 29010 


16S ribosomal RNA, partial sequence 2902597 29040 


219857460 
sequence 
acteria; R 
219857458 
24024 
Veillonel 
219857450 
uence 

a; Desulfo 


219857381 
25009 
ionellacea 
219857380 
artial seq 
ria; Legio 
219857360 
al RNA, pa 


219857285 
uence 
ia; Desulf 


219857264 
nce 26057 
ibrionales 
219857256 


, 


; Desulfov 
219857249 
26227 
les; Phyll 
219857224 


pira. 
219857222 


ocyclaceae; 
219857216 
ence 26607 
les; Hypho 
219857211 
uence 
inomycetal 


219857205 


tiliaceae; 
219857161 
ce 27388 
s; Thermod 
219857146 
ence 27595 
ales; Pseu 


219856889 
28518 
nadales; X 
219856886 
28565 
nadales; X 
219856856 


occineae; 


oc : 


219856854 


ococcineae; 


2991658 2991574 1 85 gi 
ribosomal RNA, partial sequence 


219846929 


ref P| 
2399427 24008 
hizo 


ref 
23 2403914 Veill 
la. 
ref = 
2414827 24163 
vibr 


ref 
08 2502354 Legio 
e; 
ref 
uenc 
nell 
ref 
rtia 
lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


L 


ref 
2573428 25749 
ovib 


ref 
22 2607261 Desul 


De 


ref 
09 Desulfovibrio 
LEA 
ref 
31 2624203 Mesor 
obac 
ref 
ira 


ref 
16 Azoarcus communis Bacteria; 


AZ 


ref 
58 2662094 Methy 
micr 
ref 

2668117 26695 
es; 


ref 
47 Lebetimonas acidiphila Bacteria; 


Leb 


ref 
10 2740172 Thermo 
esul 
ref 
56 2761026 Actin 
dono 


ref 
86 2853382 Pseud 
anth 
ref 
57 2858059 Pseud 
anth 
ref 
10 Zimmermannella bifida Bacteria; 


Mi 


ref 
77 Zimmermannella alba Bacteria; 


Mi 


NR_025048.1 
7 
biales; Hyph 
NR_025046.1 


fo} 


NR_025038.1 
1 
ionales; Des 
NR_024969.1 
n 
egionella. 
NR_024968.1 
e 250240 
ales; Legion 
NR_024948.1 
1 sequence 


NR_024916.1 
5 
rionales; De 
NR_024895.1 
£ 
sulfovibrion 
NR_024887.1 


onaceae; Des 
NR_024879.1 
h 
teriaceae; 
NR_024852.1 
oryzae Bacte 


NR_024850.1 


oarcus. 
NR_024844.1 
1 
obiaceae; Me 
NR_024839.1 
8 
Pseudonocard 
NR_024833.1 


etimonas. 
NR_024789.1 


fobiaceae; T 
NR_024774.1 
° 
cardineae; A 
NR_024708.1 
°. 
omonadaceae 
NR_024705.1 
° 
omonadaceae; 
NR_024675.1 


crobacteriac 
NR_024673.1 


crobacteriac 


ref 
2990709 2992158 Fluoribacter gormanii Bacteria; 


NR_026521.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Veillonella criceti 
nella criceti Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Campylobacter 
2525204 2526622 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Mesorhizobium amorphae 
izobium amorphae 


Mesorhizobium. 


Azospira oryzae strain 
ria; Proteobacteria; 


Azoarcus communis 


Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 

Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Lebetimonas acidiphila 


Thermodesulfobium 
desulfobium narugense 
hermodesulfobium. 
Actinokineospora 
kineospora terrae 
ctinosynnemataceae; 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 
Zimmermannella bifida 


eae; Pseudoclavibacter. 
Zimmermannella alba 


eae; Pseudoclavibacter. 
Fluoribacter gormanii 


455348 Bacteria_16S 
strain 441-1 16S 
Proteobacteria; 

455348 Bacteria_16S 


strain NCIMB 11126 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; 


455348 Bacteria_16S 


2993147 2993063 1 


3005407 3005323 1 


3050823 3050739 1 


85 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellaceae; 


85 


85 


gi|219846928 
2992209 29936 


gi|219846920 


gi| 219846888 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 


sulfodismutans Bacteria; 


Desulfovibrio. 
455348 Bacteria_16S 


Proteobacteria; 


3071900 3071816 1 


Deltaproteobacteria; 


85 


gi|219846874 


3004529 3005936 Methyl 


Desulfovibrionales; 


ref |NR_026520.1 
Legionella. 
ref|NR_026512.1 


Methylosinus. 
ref |NR_026480.1 
3049889 305136 


ref|NR_026466.1 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Methylosinus sporium 
osinus sporium Bacteria; 


Desulfovibrio 
7 Desulfovibrio 


Desulfovibrionaceae; 


Methylocella palustris 


strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 


455348 Bacteria_16S 
limneticum strain 
Bacteria; 
455348 Bacteria_16S 
strain F98.3HR69 


455348 Bacteria_16S 
strain DSM 11603 


455348 Bacteria_16S 
salinarius strain 
salinarius Bacteria; 
455348 Bacteria_16S 


plurifarium strain LMG 1 
plurifarium Bacteria; 


Mesorhizobium. 
455348 Bacteria_16S 
deleyianum strain 


Campylobacteraceae; 
455348 Bacteria_16S 


16S rib 


$G3903 


Spiril 
Sulfurospirillum 


3074863 3074779 1 


3099052 3098944 1 


3106500 3106416 1 


Rhizobia 
3130601 3130517 1 


Firmicutes; Clostridia; 
3131976 3131892 1 


3137990 3137906 1 


Sulfurospirillum. 
3159405 31593211 


85 


109 


85 


les; 


85 


85 


85 


85 


gi|219846872 


cda-1 16S ribosomal RNA, partial sequence 30739 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 


gi| 219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi|219846851 


osomal RNA, partial sequence 3105629 31070 


Proteobacteria; Alphaproteobacteria; Phyllobacteriaceae; 


gi| 219846835 


16S ribosomal RNA, partial sequence 
Halanaerobiales; 


gi| 219846834 


1892 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi| 219846830 


lum 5175 16S ribosomal RNA, partial sequence 
deleyianum Bacteria; Proteobacteria; Epsilonproteoba 


gi| 219846816 


arcachonense strain F1F6 16S ribosomal RNA, partial sequence 


arcachonense Bacteria; Proteobacteria; Epsilonproteobacteria; 


Sulfurospirillum. 
455348 Bacteria_16S 


bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
455348 Bacteria_16S 
strain TagT2C 16S 


455348 Bacteria_16S 
strain LLAP12 16S 
Bacteria; 
455348 Bacteria_16S 


3212448 32123641 


3239837 3239753 1 


3266867 3266783 1 


3268285 3268201 1 


strain L2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
455348 Bacteria_16S 


3308026 3307942 1 


85 


85 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


85 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Legionellales; 


85 


85 


gi|219846780 


gi|219846761 
3238968 32403 


gi| 219846743 
3265947 32672 


gi| 219846742 
3267345 32688 


gi|219846716 


Rhodocyclaceae; 


Halobacteroidaceae; 


Rhizobiales; 


Campylobacterales; 


sequence 3211554 321297 
Campylobacterales; 


Methylocella. 
ref |NR_026464.1 
12 3075441 Ferrib 
Ferr 
ref |NR_026448.1 
44 Arthrobacter 
Micrococcaceae 
ref |NR_026443.1 
51 Aquamicrobium 
Aquamicrobi 
ref |NR_026427.1 

3129667 313104 
ref |NR_026426.1 
131100 313253 
Phyllobac 


Ww 


ref|NR_026422.1 


313708 


ref|NR_026408.1 


158497 315992 


Ww 


ref|NR_026372.1 


ref |NR_026353.1 
79 Xanthobacter 
Xanthobacter 
ref|NR_026335.1 
Leg 
ref |NR_026334.1 
Legionella. 
ref |NR_026308.1 


cteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Arthrobacter rhombi 


rhombi Bacteria; 


; Arthrobacter. 
Aquamicrobium defluvii 
defluvii Bacteria; 
um. 
Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Mesorhizobium 
6 Mesorhizobium 
teriaceae; 


Sulfurospirillum 
4 3138514 
Campylobacterales; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Helicobacter 
4 Helicobacter 


Helicobacteraceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 
Legionellaceae; 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 
Gammaproteobacteria; Legionellales; Legionellaceae; 


Xanthobacter 


autotrophicus strain 7c 16S ribosomal RNA, partial sequence 33071 


Bacteria; Proteob 


acteria; Alphaproteobacteria; Rhizobiale 


S; 


Xanthobacteraceae; 


57 3308568 Xanthobacter autotrophicus 
Xanthobacter. 


455348 Bacteria_16S 


3309488 3309404 1 


85 


strain 301 16S ribosomal RNA, partial sequence 


455348 Bacteria_16S 


3312435 3312319 1 


117 


strain BN6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


455348 Bacteria_16S 


3374924 3374840 1 


Sphingomonadales; 


85 


gi| 219846715 
3308619 33100 


gi| 219846712 
3311548 33129 


gi|219846667 


strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 33754 


Firmicutes; 
455348 Bacteria_16S 
strain DSM 43205 


455348 Bacteria_16S 
strain DSM 43045 


455348 Bacteria_16S 


Clostridia; 


Halanaerobiales; 
3472833 3472749 1 


3504542 3504426 1 


3507587 3507471 1 


Halobacteroidaceae; 


85 


117 


117 


gi|219846594 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219846573 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846571 


gi 


testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


ref 


ref 


ref 


ref 


ref 


Mi 
ref 


30 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


NR_026307.1 


Xanthobacte 
NR_026304.1 


RK 


eae; Sphingo 
NR_026259.1 
NR_026186.1 


Nocardiacea 
NR_026165.1 


crobacteriac 
NR_026163.1 


Xanthobacter flavus 


flavus Bacteria; 


Sphingobium xenophagum 


85 Sphingobium xenophagum Bacteria; 
Sphingomonadac 


bium. 
Orenia marismortui 


76 Orenia marismortui Bacteria; 
Orenia. 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium 


3506673 3508141 Microbacterium 


455348 Bacteria_16S 3516720 3516604 1 


117 


gi|219846565 


strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


455348 Bacteria_16S 3518242 3518126 1 


117 


gi|219846564 


strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


455348 Bacteria_16S 3556669 3556585 1 


85 


strain 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


455348 Bacteria_16S 3576327 3576243 1 


strain WO-44C 16S ribosomal RNA, partial sequence 


85 


gi| 219846538 
3555718 35572 


gi|219846525 
3575389 35768 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 


455348 Bacteria_16S 3586950 3586866 1 
strain JB13 16S ribosomal RNA, partial 


85 
sequence 


gi|219846518 
3585997 35874 


Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococc 


455348 Bacteria_16S 3618920 3618818 1 


periodonticum strain EK1-15 16S ribosomal RNA, partial 
Fusobacteriales; 


periodonticum Bacteria; Fusobacteria; 
455348 Bacteria_16S 3620301 3620199 1 
nucleatum subsp. 
Fusobacterium nucleatum subsp. 
Fusobacteriaceae; Fusobacterium. 
455348 Bacteria_16S 3632442 36323301 
strain Dfrl 16S ribosomal RNA, partial 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


455348 Bacteria_16S 3647614 3647530 1 


strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


455348 Bacteria_16S 3762020 3761908 1 


104 


104 


animalis strain NCTC 12276 16S ribosomal 
animalis Bacteria; 


113 
sequence 


85 


113 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


455348 Bacteria_16S 3798068 3797984 1 
strain PS-1 16S ribosomal RNA, partial 


85 
sequence 


219846493 
sequence 

Fusobacter 
219846492 
RNA, pa 


gi 


gi 


gi|219846484 
3631486 36329 
Geobacte 
gi|219846473 
3646715 36481 
Helicob 
gi|219846391 
3761076 37625 
Geobacte 
gi|219846364 
3797117 37986 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Pisciricketts 


455348 Bacteria_16S 3802540 3802456 1 
strain Hh-2 16S ribosomal RNA, partial 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


455348 Bacteria_16S 
helveticus strain 
Bacteria; 
455348 Bacteria_16S 


3808592 3808508 1 


3820933 3820849 1 


85 
sequence 


85 


85 


gi|219846361 
3801626 38030 
Helicob 
219846357 


gi 


D5248 16S ribosomal RNA, partial sequence 38076 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


gi|219846349 


acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequ 


acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 


455348 Bacteria_16S 3827043 3826959 1 


85 


strain CS1 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


455348 Bacteria_16S 
pelophila strain 
Bacteria; 
455348 Bacteria_16S 


3839055 3838971 1 


3869357 3869273 1 


nitrofigilis strain CI 16S ribosomal RNA, partial sequence 


Bacteria; 


455348 Bacteria_16S 3898769 3898685 1 


85 


4B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; 


85 


85 


strain B9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


455348 Bacteria_16S 3940960 3940876 1 


strain BN 126 16S 


85 


ribosomal RNA, partial sequence 


Camp 


gi|219846345 
3826129 38276 
Helicob 
219846336 
38381 
Pis 
219846316 
38684 


gi 


gi 


Proteobacteria; Epsilonproteobacteria; Campylobacterale 


gi| 219846296 
3897893 38992 


gi|219846265 
3940082 39414 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; A 


455348 Bacteria_16S 3952801 3952717 1 
strain DSK1 16S ribosomal RNA, partial 


85 
sequence 


gi| 219846257 
3951843 39533 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


455348 Bacteria_16S 4064991 4064907 1 


strain SRL4225 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


455348 Bacteria_16S 
strain SEBR 2582 


4066515 4066431 1 


455348 Bacteria_16S 4077019 4076935 1 


85 


85 


85 


gi|219846176 
4064043 40655 
Desulfov 


gi|219846175 


16S ribosomal RNA, partial sequence 4065569 40669 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


Desulfov 
219846168 


Fusobacteria; 


ref |NR_026157.1 


Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


; Microbacteriac 
ref |NR_026156.1 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


; Microbacteriac 
ref |NR_026130.1 


eae; Curtobacterium. 
Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


; Zoogloea. 
ref|NR_026117.1 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


e; Legionella. 
ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026085.1 
3618078 361940 
iaceae; Fusobact 
ref |NR_026084.1 
rtial sequence 


ref |NR_026076.1 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 
Fusobacterium 

8 Fusobacterium 

erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


raceae; Geobacte 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_025982.1 


rs 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


raceae; Geobacte 
ref|NR_025955.1 


am 
Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


iaceae; Cyclocla 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref |NR_025940.1 
ence 382000 
ylobacterales; H 


ref|NR_025935.1 
02 Helicobacter 
acteraceae; Heli 
ref |NR_025926.1 
14 3839581 Thiomi 
cirickettsiaceae 
ref|NR_025906.1 
19 3869879 Arcoba 
s; Campylobacter 
ref|NR_025886.1 


sticus. 
Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Campylobacter 

obacter helveticus 

aceae; Campylobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter felis 


felis Bacteria; 


cobacter. 
Thiomicrospira 

crospira pelophila 

; Thiomicrospira. 
Arcobacter 

cter nitrofigilis 

aceae; Arcobacter. 
Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


aceae; Ahrensia. 
ref|NR_025855.1 


Rhodobium marinum 


71 Afifella marina Bacteria; 


fifella. 
ref|NR_025847.1 


Moritella japonica 


48 Moritella japonica Bacteria; 


ae; Moritella. 
ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 


gi 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Mahella australiensis 


ref|NR_025758.1 


strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. 


Mahella. 


Incertae Sedis; 


455348 Bacteria_ 
thermautotrophica 
thermautotrophica 
Carboxydoc 
455348 Bacteria_ 
strain U 5/41 16S 


Sedis; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

455348 Bacteria_16S 32830 32727 1 104 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

455348 Bacteria_16S 122324 122221 1 104 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
455348 Bacteria_16S 158783 158680 1 104 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

455348 Bacteria_16S 221578 221472 1 107 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

455348 Bacteria_16S 223119 223016 1 104 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 368554 368451 1 104 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 403711 403608 1 104 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 451597 451498 1 100 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 
strain Met-12 16S ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

455348 Bacteria_16S 485163 485064 1 100 gi|265678728|ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

455348 Bacteria_16S 486753 486650 1 104 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
69 16S ribosomal RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 


Gammaproteobacter 
455348 Bacteria_ 


hassiacum strain 


16S 4208027 4207944 1 85 gi 
strain 41 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; 
ella. 
16S 4245887 4245788 1 101 


ribosomal RNA, partial sequence 


gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
16S 593308 593205 1 104 gi 
W-51 16S ribosomal RNA, partial sequen 


Clo 


4244934 42463 


219846070 
sequence 
stridiales 


219722938 


265678657 
ce 59240 


, 


ref 


4207086 42085 
cl 


ref 


ref 


NR_025660.1 
ostridiales 


NR_024570.1 


NR_028962.1 


8 593892 Novosp 


Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadacea 
455348 Bacteria_16S 599174 599071 1 104 gi| 265678653 |ref|NR_028958.1 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
455348 Bacteria_16S 600704 600601 1 104 gi| 265678652 |ref|NR_028957.1 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 616165 616062 1 104 gi| 265678641 |ref|NR_028946.1 
strain 289 16S ribosomal RNA, complete sequence 615203 61674 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 619216 619113 1 104 gi|265678639|ref|NR_028944.1 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

455348 Bacteria_16S 635849 635746 1 104 gi| 265678627 |ref|NR_028932.1 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
455348 Bacteria_16S 645142 645039 1 104 gi|265678621|ref|NR_028926.1 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 657027 656924 1 104 gi|265678612|ref|NR_028917.1 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 


melanosporofacien 
Streptomycetaceae 
455348 Bacteria_16S 
strain NGA 16S ribosomal RNA, partial sequence 


s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 


, 


eridae; Ac 


676838 676755 1 84 gi 


265678598 


tino 


ref 
675861 677456 Anaerobaculum mobile Bacteria; 


mycetales; S 


4 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Escherichia coli 


83 Escherichia coli Bacteria; 


Novosphingobium 
hingobium hassiacum 

e; Novosphingobium. 
Streptomyces javensis 


javensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
Streptomyces 
tomycineae; 


Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Vibrio lentus strain 
a; Proteobacteria; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


NR_028903.1 


Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 


Anaerobaculum mobile 


455348 Bacteria_ 
indolicum strain 
Bacteria; 
455348 Bacteria_ 


strain NVI 88/441 
G 


Proteobacteria; 
455348 Bacteria_ 


biprosthecium str 
biprosthecium Bac 


Asticcacaulis. 


455348 Bacteria_1 


strain Uedal07 16 
Proteobacteria; 


strain ASpGl1 16S 


Spirochaetes; 


Bacillales; 


Streptomyces. 


455348 Bacteria_1 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
455348 Bacteria_1 


hydrogenoformans 
hydrogenoformans 


Sedis; Acidaminob 
455348 Bacteria_16S 
tardaugens strain 
Proteob 
455348 Bacteria_16S 


Bacteria; 


Proteob 


G 
455348 Bacteria_1 


Spi 
455348 Bacteria_1 
strain U 16S ribo 
Bacil 
455348 Bacteria_1 
scopiformis strain A25 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


16S 685741 685638 1 104 


gi 


16S 709640 709537 

16S ribosomal RNA, 
ammaproteobacteria; 
16S 720513 720410 


1 104 gi 
partial sequence 


1 104 gi 


6S 771428 771325 1 104 
S ribosomal RNA, partial sequence 


gi 


6S 908596 908493 1 104 
S ribosomal RNA, partial sequence 


gi 


Sphingomonadales; 
6S 995108 995005 1 104 gi 
Bacteria; 
acter. 


Firmicutes; Clostridia; 


1074016 1073913 1 104 


gi 


acteria; Alphaproteobacteria; 


1135879 1135776 1 104 


gi 


In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


Vibrionales; Vibri 


ain ACM 2498 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


strain glu 65 16S ribosomal RNA, parti 
Clos 


ARI-1 16S ribosomal RNA, partial sequ 


770475 77198 


87568 
Stre 


nce 
ales; 


265678439 


907717 90916 


Erythrobac 
265678381 
al sequenc 
tridiales; 


265678328 
ence 10731 


Sphingomonadales; 


253680766 


6 877087 Strep 
ptomycineae; St 


ref |NR_028741.1 
0 Erythrobacter 
teraceae; Eryth 
ref|NR_028683.1 
e 994185 995652 
Clostridiales 


ref|NR_028630.1 
37 1074554 Novos 
Sphingomonadace 
ref|NR_028014.1 


t 
al 


r 


F 


Pp 
a 


265678592|ref|NR_028897.1| Desulfobacterium 

ce 684774 686292 Desulfobacterium indolicum 

acterales; Desulfobacteraceae; Desulfobacterium. 

265678576|ref|NR_028881.1|] Aliivibrio wodanis 
708668 710188 Aliivibrio wodanis Bacteria; 

onaceae; Aliivibrio. 

265678568 |ref|NR_028872.1| Asticcacaulis 

1 sequence 719632 721036 Asticcacaulis 

eria; Caulobacterales; Caulobacteraceae; 

265678532 |ref|NR_028836.1| Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

6S 793028 792925 1 104 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
rochaetales; Spirochaetaceae; Spirochaeta. 

6S 840409 840307 1 104 gi| 265678486 |ref|NR_028789.1| Geobacillus uzenensis 
somal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 
laceae; Geobacillus. 

6S 876546 876443 1 104 gi| 265678461 |ref|NR_028764.1| Streptomyces 


omyces scopiformis 
eptomycetaceae; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Acidaminobacter 

Acidaminobacter 
amily XII. Incertae 


Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Vibrio coralliilyticus 


strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 1141976 1141873 1 104 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

455348 Bacteria_16S 1153991 1153888 1 104 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

455348 Bacteria_16S 1169199 1169100 1 100 gi|228719827|ref|NR_027585.1| Spirochaeta 
smaragdinae DSM 11293 16S ribosomal RNA, partial sequence 1168243 1169775 Spirochaeta smaragdinae DSM 
11293 Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

455348 Bacteria_16S 1223600 1223485 1 116 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

455348 Bacteria_16S 1228161 1228058 1 104 gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 1228719 Cellvibrio fibrivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

455348 Bacteria_16S 1234255 1234152 1 104 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

455348 Bacteria_16S 1237319 1237216 1 104 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

455348 Bacteria_16S 1258320 12582171 104 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 1265807 1265704 1 104 gi|219846539|ref|NR_026131.1] Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 1335590 1335491 1 100 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 


strain SJ95 16S r 
Thermotogae; Ther 


455348 Bacteria_16S 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
1347865 1347762 1 


Petrotoga. 
104 gi 


1334683 13361 


228720860 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 
fumaroxidans MPOB Bacteria; Proteobacteria; Deltaproteobacteria; 


Syntrophobacterac 


eae; Syntrophobacter. 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


55 Petrotoga mobilis SJ95 Bacteria; 


Syntrophobacter 
7 Syntrophobacter 
les; 


455348 Bacteria_16S 
gonidiaformans st 


gonidiaformans ATCC 25563 Bacteria; 


455348 Bacteria_16S 
violaceolatus str 
violaceolatus Bac 
Streptomycetaceae; 
455348 Bacteria_16S 
coelescens strain 
coelescens Bacter 
Streptomycetaceae; 
455348 Bacteria_16S 
subsp. albus stra 
subsp. 

Streptomycetaceae; 
455348 Bacteria_16S 
subsp. avium stra 
subsp. 
Mycobacteriaceae; 
455348 Bacteria_16S 
subsp. rimosus st 
subsp. 
Streptomycetaceae; 
455348 Bacteria_16S 
strain DSM 40258 


ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


AS 4.1594 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


in DSM 40313 16S ribosomal RNA, partia 
albus Bacteria; Actinobacteria; Actinobacteridae 
Streptomyces. 


in DSM 44156 16S ribosomal RNA, partia 
avium Bacteria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium comp 


rain JCM 4667 16S ribosomal RNA, 
rimosus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


1427789 1427686 1 104 gi|22458 


1474825 1474722 1 104 gi 


2 
1 
7 


1476389 1476283 1 107 gi 


2 
L 
7 


lex 


1488658 1488555 1 104 gi 


compl 


1589752 1589649 1 104 gi 


al sequenc 
e; Actinomycet 


sequence 
Actinomyce 


19878476 
sequence 
Actinomy 


19878445 
sequence 
Actinomy 


219857134 


ete sequen 


219878485 
16S ribosomal RNA, partial sequence 1588843 15903 


1440|ref 


ref 


ref 


(MAC). 


ref 


ref 


e 1425302 14268 


1426862 14283 
tale 


1473916 14754 
ceta 


1475465 14769 
ceta 


ce 1487741 14892 
Actinomycetales; 


40 Streptomyces 


ales; 
NR_027222.1 
S; 
NR_025615.1 
les; 
NR_025584.1 
les; 
NR_024762.1 


2 


NR_025624.1 


1 
Streptomycineae; 


7 
Streptomycineae; 


1 
Streptomycineae; 


3 
Coryneb 


1358382 1358280 1 104 gi|228720055|ref|NR_027588.1| Fusobacterium 
rain ATCC 25563 16S ribosomal RNA, partial sequence 1357540 1358872 Fusobacterium 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
1426224 14261211 104 gi|224581441|ref|NR_027223.1| Streptomyces 


1 Streptomyces 


Streptomyces 
6 Streptomyces 


Streptomyces albus 
4 Streptomyces albus 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Streptomyces rimosus 
5 Streptomyces rimosus 


Streptomycineae; 


Streptomyces catenulae 


catenulae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
455348 Bacteria_16S 1592848 1592745 1 104 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 1594394 1594291 1 104 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 1595941 1595838 1 104 gi|219878481|ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 1658271 1658168 1 104 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 
CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 1659826 1659723 1 104 gi|219878435|ref|NR_025574.1| Grimontia hollisae 
strain 75-80 16S ribosomal RNA, partial sequence 1658880 1660383 Grimontia hollisae Bacteria; 


Proteobacteria; 
455348 Bacteria_16S 
ostraviensis stra 
ostraviensis Bacteria; 
Cellvibrio. 
455348 Bacteria_16S 


paraoxydans strain CF36 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


Bacteria; Actinob 
Microbacterium. 
455348 Bacteria_16S 
CAIM 578 16S ribo 
Gammaproteobacter 
455348 Bacteria_16S 
strain OSBAC1 16S 
Proteobacteria; 
455348 Bacteria_16S 
xylanivorans stra 
xylanivorans Bacteria; 
455348 Bacteria_16S 

strain RB-8 16S r 
Proteobacteria; 
455348 Bacteria_16S 
strain ISP 5293 1 


455348 Bacteria_16S 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
219878385 
in Mz 5 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


Proteobacteria; Gammaproteobacteria; 


1697994 1697891 1 104 gi 


en 
ales; 


1699542 1699439 1 104 gi 


1708722 1708619 1 104 gi 


1734539 1734436 1 104 gi 
Firmicutes; Clostridia; Clostridia 
1737597 1737494 1 104 gi 


les; 


Oo 


1772417 1772314 1 104 gi 


1773915 1773812 1 104 gi 


Pseudomon 


219878409 
ce 16970 


219878408 
somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
219878402 
1707781 17092 


Streptomycineae; 
219878354 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Grimontia. 
1691777 16916741 104 gi| 219878413 |ref|NR_025552.1 
in LMG 19434 16S ribosomal RNA, partial sequence 1690867 169233 


ref 


Micrococ 


ref 


ref 


Rhe 


ref 


ref 


ref 


s 


56 1698545 Microb 


© pomeroyi Bacte 


1733638 173507 
Lachnospiraceae; Ps 
219878383 
1736673 17381 
leispira 
219878355 
6S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


adales; Pseu 
NR_025548.1 
cineae; Micr 


NR_025547.1 


NR_025541.1 
inheimera. 
NR_025524.1 


NR_025522.1 


NR_025494.1 


ref 


Cellvibrio 
5 Cellvibrio 
domonadaceae; 


Microbacterium 
acterium paraoxydans 


obacteriaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Rheinheimera baltica 


61 Rheinheimera baltica Bacteria; 


Pseudobutyrivibrio 

9 Pseudobutyrivibrio 
eudobutyrivibrio. 
Oleispira antarctica 


09 Oleispira antarctica Bacteria; 


Streptomyces arenae 


83 Streptomyces arenae Bacteria; 
treptomyceta 


ceae; Streptomyces. 


NR_025493.1 


Streptomyces 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 


roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


Streptomycineae; 


455348 Bacteria_16S 


strain LMG 20362 
Proteobacteria; 


Proteobacteria; 


strain LMG 20546 
Proteobacteria; 


455348 Bacteria_16S 


strain LMG 20536 
Proteobacteria; 


455348 Bacteria_16S 
strain SL25 16S ribosomal RNA, partial sequence 
Ther 
455348 Bacteria_16S 
limicola strain GolChil 16S ribosomal RNA, 
limicola Bacteria 
455348 Bacteria_16S 
foliorum strain P 
foliorum Bacteria 


Thermotogae; 


Microbacterium. 


455348 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
455348 Bacteria_16S 


strain MCS 18 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyp 
455348 Bacteria_16S 


washingtonensis s 


washingtonensis B 


Maricaulis. 


455348 Bacteria_16S 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


455348 Bacteria_16S 


1776976 1776873 1 104 gi 


1792084 1791981 1 104 gi 


1793558 1793455 1 104 gi 


1795113 1795010 1 104 gi 


1796598 1796495 1 104 gi 


1798152 1798049 1 104 gi 


1813488 1813385 1 104 gi 


; Actinobacteria; Actinobacteridae; Acti 


2016254 2016151 1 104 gi 
16S ribosomal RNA, partial sequence 

Sphingomonadales; 
2019215 2019112 1 104 gi 
ribosomal RNA, partial sequence 


Sp 


2020687 2020584 1 104 gi 
train MCS06 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Alphaproteobact 


2057344 2057241 1 104 gi 
n DSM 40738 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

2110746 2110643 1 


104 gi 


219878352 

16S ribosomal RNA, partial sequence 1776030 17774 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
455348 Bacteria_16S 
R-3712 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
455348 Bacteria_16S 
LMG 19999 16S ribosomal RNA, partial sequence 


219878341 
1791138 1792572 Vibrio chagasii Bacteria; 


219878340 
1792623 17941 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
455348 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
455348 Bacteria_16S 


219878339 
1794167 1795601 Vibrio xuii Bacteria; 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
219878337 
16S ribosomal RNA, partial sequence 1797206 17986 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
219878327 
1812567 18140 


motogales; Thermotogaceae; Petrotoga. 
1830269 1830158 1 112 gi|219878316|ref|NR_025455.1 
complete sequence 1829317 183084 
; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclac 
1948988 1948885 1 104 gi| 219878229 |ref|NR_025368.1 
333/02 16S ribosomal RNA, partial sequence 1948071 194955 


219878185 


219878183 
2018337 2019758 Maricaulis salignorans Bacteria; 
Maricaulis. 
219878182 


219878153 
Actinomycetales; 


219873436 


strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 


455348 Bacteria_16S 
pentaromativorans strain 


2113711 2113608 1 


Novosphingobium. 
455348 Bacteria_16S 2118321 2118218 1 
strain SW-46 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; 


455348 Bacteria_16S 2168212 2168109 1 


strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


455348 Bacteria_16S 2171302 2171199 1 
strain NCIMB 8634 16S ribosomal 
Proteobacteria; Gammaproteobacteria; 
455348 Bacteria_16S 2172853 21727501 
strain NCIMB 8633 
Proteobacteria; 
455348 Bacteria_16S 


2260864 2260761 1 


thermospinosisporus strain AT10 16S ribosomal RNA, partia 
thermospinosisporus Bacteria; Actinobacteria; Actinobac 


Streptomycetaceae; Streptomyces. 
455348 Bacteria_16S 2329127 2329024 1 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 


104 


104 


partial sequence 


104 


104 


104 


104 


104 


Strept 
219857659 
US6-1 16S ribosomal RNA, partial 
pentaromativorans Bacteria; Proteobacteria; Alphaproteoba 


gi 


gi 


gi 


gi 


RNA, partial sequence 
Pseudomonadales; 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pse 


gi 


gi 


gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 
455348 Bacteria_16S 2456717 2456615 1 


104 


gi 


Pse 
219857620 


Er 


te 


A 


219857656 
2117441 2118882 Erythrobacter 
Sphingomonadales; 
219857623 

2167280 2168769 Streptomyces 
Strept 
219857621 


219857559 


219857510 


ref|NR_025491.1 
Vibrio. 
ref |NR_025480.1 


ref|NR_025479.1 
Vibrio. 
ref|NR_025478.1 


ref|NR_025477.1 
Vibrio. 
ref|NR_025476.1 


Vibrio. 
ref |NR_025466.1 


nomycetales; Micrococcin 
ref |NR_025324.1 
2015375 2016816 Caulob 
hingomonadaceae. 
ref |NR_025322.1 


homonadaceae; 
ref |NR_025321.1 
equence 2019809 202123 
eria; Rhodobacterales; H 


ref |NR_025292.1 


equence 2056438 205792 


ref|NR_025250.1 
omycineae; Streptomyceta 
ref|NR_025248.1 
sequence 2112812 211429 
cteria; Sphingomonadales 
ref|NR_025245.1 
ythrobacteraceae; 
ref 


Erythr 
NR_025212.1 


omycineae; Streptomyceta 
ref|NR_025210.1 
2170356 2171849 Cellvi 
udomonadaceae; Cellvibri 
ref|NR_025209.1 
2171900 2173400 Cellvi 
udomonadaceae; Cellvibri 
ref|NR_025147.1 
1 sequence 2259931 226145 
ridae; Actinomycetales; 


ref|NR_025098.1 
sequence 2328328 232964 
ctinomycetales; Micrococ 


219857413 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


Vibrio chagasii strain 
Proteobacteria; 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Microbacterium 

0 Microbacterium 

eae; Microbacteriaceae; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis salignorans 
Maricaulis 
0 Maricaulis 


yphomonadaceae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces humiferus 


30 Streptomyces humiferus Bacteria; 


ceae; Streptomyces. 
Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 


Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Cellvibrio fulvus 
brio fulvus Bacteria; 
Oo. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Streptomyces 

2 Streptomyces 
Streptomycineae; 


Microbacterium 
4 Microbacterium 
cineae; 


ref|NR_025001.1 


245578 


Aeromonas salmonicida 
3 2457213 Aeromonas 


salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Aeromonadaceae; Aeromonas. 


455348 Bacteria_16S 2458143 2458040 1 104 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

455348 Bacteria_16S 2459636 2459533 1 104 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

455348 Bacteria_16S 2507940 2507837 1 104 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

455348 Bacteria_16S 2518514 2518411 1 104 gi|219857365|ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 2608248 2608145 1 104 gi|219857263|ref|NR_024894.1| Neptunomonas 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 

455348 Bacteria_16S 2675159 2675056 1 104 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

455348 Bacteria_16S 2777127 2777024 1 104 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 2814681 2814578 1 104 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
455348 Bacteria_16S 2892944 2892841 1 104 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 2958062 2957959 1 104 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

455348 Bacteria_16S 2965666 2965563 1 104 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
strain S37 16S ribosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

455348 Bacteria_16S 3008386 3008283 1 104 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

455348 Bacteria_16S 3068904 3068801 1 104 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

455348 Bacteria_16S 3115527 3115424 1 104 gi| 219846845 |ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

455348 Bacteria_16S 3148559 3148444 1 116 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

455348 Bacteria_16S 3227613 3227510 1 104 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 3233665 3233562 1 104 gi| 219846765 |ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 

455348 Bacteria_16S 3297287 3297184 1 104 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

455348 Bacteria_16S 3317038 3316935 1 104 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

455348 Bacteria_16S 3449934 3449831 1 104 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

455348 Bacteria_16S 3498624 3498518 1 107 gi|219846577|ref|NR_026169.1| Actinomyces radingae 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

455348 Bacteria_16S 3509108 3509005 1 104 gi|219846570|ref|NR_026162.1| Microbacterium 


liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 


3508192 350966 


5 Microbacterium 


liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 


455348 Bacteria_16S 


imperiale strain 


imperiale Bacteri 


Microbacterium. 


455348 Bacteria_16S 
lacticum strain D 
lacticum Bacteria 


Microbacterium. 


455348 Bacteria_16S 
strain 743A 16S r 
Clost 
455348 Bacteria_16S 
hyovaginalis stra 
hyovaginalis Bact 


Firmicutes; 


Actinomycetaceae; 


455348 Bacteria_16S 
strain 3015 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
455348 Bacteria_16S 


thermocarboxydus 
thermocarboxydus 


Streptomycetaceae 
455348 Bacteria_16S 
thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 
455348 Bacteria_16S 
apsheronum strain 
Proteob 
455348 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bact 
455348 Bacteria_16S 


Bacteria; 


strain ATCC 19812 


Actinobacteria; Actinobacteridae; Actinomycetales; 
455348 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


455348 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


455348 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
455348 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


455348 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


455348 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


455348 Bacteria_16S 


lipolyticum strai 
Bacteria; Proteob 


455348 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


455348 Bacteria_16S 


HDS1-1 16S riboso 
Gammaproteobacter 


455348 Bacteria_16S 


HT 2-1 16S riboso 
Gammaproteobacter 


3510630 3510527 1 104 gi 
DSM 20530 16S ribosomal RNA, partial s 


3512152 3512049 1 104 gi 
SM 20427 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


v 


3596167 3596064 1 104 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3602384 3602278 1 107 gi 
in BM 1192/5 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

3624636 3624530 1 107 
ibosomal RNA, partial sequence 


gi 


1 
, 
gi 


3638465 3638362 1 104 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 
3640017 3639914 1 104 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 
3699320 3699214 1 107 gi 
1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3763530 3763415 1 116 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
3919727 3919624 1 104 gi 
16S ribosomal RNA, complete sequence 
Stre 
3921308 3921205 1 104 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


s 


, 


ac 


v 


ne 


al 


pt 


al 


3922889 3922786 1 104 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3995524 39954211 104 

ribosomal RNA, partial sequence 


te 


a 
gi 
Sphingomonadales; Er 
3997015 3996912 1 104 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


ue 
a; 


3998509 3998406 1 104 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 
ia 


4001431 4001328 1 104 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


ue 
a; 


cl 


ne 


id 


re 


ib 


ia 


219846569 
eq 
a; Actinobacteria; Actinobacteridae; Act 


uence 


219846568 


qu 
ti 


ence 


219846511 
3595254 35967 
ostridiu 
219846505 
sequence 
Actinomy 


219846489 
3623734 36252 
bacterin 
219846480 


equence 
ae; 


219846479 
ial sequ 


teridae; 


219846437 
36983 
rionales 
219846390 
sequenc 
Lac 
219846281 


e 


les; 


39187 


39203 
es; 


219846279 
sequenc 
Actinomyc 


219846228 
3994645 39960 
ythrobac 
219846227 


nce 


219846226 


ence 


, 


219846224 


nce 


4002982 4002879 1 104 gi 
n M37 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Vibriona 
4036386 4036283 1 104 gi 
SW-110 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingomon 
4046949 4046846 1 104 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4104174 41040711 104 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


nc 
le 


219846223 


40020 
Vibri 


e 
S; 


219846199 


ce 40355 
adales; 


219846189 
4045996 4047515 Vibri 


219846150 
4103238 4104753 Vibrio gallicus Bacteria; Proteobacteria; 


inomycet 


nomyceta 


Acti 


omycinea 
219846280 


Stre 


Sphingo 


Sphing 


Sphingo 


ref|NR_026161.1 
3509716 351118 
ales; Micrococci 


, 


ref|NR_026160.1 

3511236 351270 
les; Micrococcin 
ref |NR_026103.1 
m. 
ref |NR_026097.1 


3601450 360294 
ceta 


ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref |NR_026072.1 

3637554 363905 
nomycetales; Str 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref |NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


ref|NR_025869.1 
e 3921948 392347 
etales; Streptom 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025817.1 

3996136 399757 
monadales; Eryth 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


NR_025814.1 
4000552 400199 
monadales; Sphin 


ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025779.1 
Oo ezurae Bacteri 


Microbacterium 
5 Microbacterium 
neae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


eae; Microbacteriaceae; 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Actinomyces 
5 Actinomyces 


les; Actinomycineae; 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


, 


Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 
ycineae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Photobacterium 
acterium lipolyticum 
cterium. 
Erythrobacter 
obacter aquimaris 

ae; Erythrobacter. 
Vibrio ezurae strain 
a; Proteobacteria; 


ref |NR_025740.1 


Vibrio gallicus strain 


455348 Bacteria_16S 4126994 4126891 1 


strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


455348 Bacteria_16S 
strain G3-29 16S 


4186937 4186834 1 


455348 Bacteria_16S 4205008 4204905 1 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 921 815 1 107 gi|265679063|ref|NR_029371.1 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 

Saccharomonospora. 

455348 Bacteria_16S 2460 2354 1 107 gi|265679062|ref|NR_029370.1 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Saccharomonospora. 
455348 Bacteria_16S 
alaskensis strain All 
Bacteria; 
455348 Bacteria_16S 


50847 50741 1 


66080 65974 1 


strain HKI0088 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


455348 Bacteria_16S 69106 69000 1 


camporealensis strain CRS-51 16S ribosomal RNA, partial 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
455348 Bacteria_16S 99274 99164 1 


elongatus strain FP 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


455348 Bacteria_16S 109887 109781 1 
G33 16S ribosomal RNA, partial sequence 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 


455348 Bacteria_16S 116146 116040 1 


vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
455348 Bacteria_16S 117701 117595 1 


ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 


ulcerans Bacteria; 
Corynebacteriaceae; Corynebacterium. 
455348 Bacteria_16S 126861 126755 1 


strain Prevot 2477B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


455348 Bacteria_16S 134481 134375 1 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Arthrobacter. 


455348 Bacteria_16S 135962 135856 1 


gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 
455348 Bacteria_16S 243057 242951 1 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 


107 


104 gi 


41 


104 gi 


41 


104 gi 


107 gi 


complete sequence 


Actinobacteria; Actinobacteridae; Actinomyceta 


107 gi|265679020|ref|NR_029328.1 
65168 66643 
ococcineae; Bogoriellaceae; 
107 gi|265679018|ref|NR_029326.1 
sequence 68186 69586 
Actinomycetales; 
111 gi| 265678997 |ref|NR_029305.1 
98328 99781 Desulf 
Desulfobulbaceae; 
107 gi| 265678989 |ref|NR_029297.1 
108968 110448 Kocur 
; Kocuria. 
107 gi| 265678985 |ref|NR_029293.1 
115240 116730 
Actinomycetales; 
107 gi|265678984|ref|NR_029292.1 
116781 118270 
les; Corynebacte 
107 gi|265678978|ref|NR_029286.1 


107 gi 


107 


gi 


gi 


Stre 


novocastrense strain 73 16S ribosomal RNA, 


novocastrense Bac 
Mycobacteriaceae; 


455348 Bacteria_16S 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


Mycobacterium. 


246100 245994 1 107 


gi 
ria; Actinobacteria; Actinobacteridae; 


285322 285212 1 111 


complete sequence 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; 


n CUB 687 16S ribosomal RNA, partial sequence 


219846132 
26077 41275 


219846085 
86000 41874 


219846072 


265679030 
49907 


12591 
265678973 
13354 

Micr 
265678972 


Actinomy 


265678900 


265678898 
Actinomyc 


265678870 


ref|NR_025722.1 
64 Streptomyces 


ref|NR_025675.1 


ref |NR_025662.1 


ref |NR_029338.1 
51436 


8 127358 Actino 
; Actinomycetace 


Streptomyces africanus 


africanus Bacteria; 
ptomycineae; Streptomycetaceae; 


Streptomyces. 
Vibrio superstes 


86 Vibrio superstes Bacteria; 


Streptomyces 


4204078 4205565 Streptomyces 
Streptomycineae; 


Saccharomonospora 


Saccharomonospora cyanea 
Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora 


Saccharomonospora azurea 
Pseudonocardineae; Pseudonocardiaceae; 


Desulfovibrio 


Desulfovibrio alaskensis 
; Desulfovibrionaceae; 


Desulfovibrio. 
Bogoriella caseolytica 


Bogoriella caseolytica Bacteria; 


Bogoriella. 
Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Desulfobulbus 

obulbus elongatus 
Desulfobulbus. 
Kocuria varians strain 


ia varians Bacteria; Actinobacteria; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Corynebacterium 
Corynebacterium 
rineae; 


Actinomyces meyeri 
myces meyeri Bacteria; 
ae; Actinomyces. 


ref|NR_029281.1] Arthrobacter 

6 135015 Arthrobacter ureafaciens 

ococcineae; Micrococcaceae; 

ref|NR_029280.1| Actinomyces 
135066 136444 Actinomyces 

cetales; Actinomycineae; 

ref|NR_029208.1| Mycobacterium 
242123 243639 Mycobacterium 


Corynebacterineae; 
ref |NR_029206.1] Rhodococcus 
245166 246646 Rhodococcus 


etales; Corynebacterineae; Nocardiaceae; 


Desulfobulbus 


455348 Bacteria_16S 


rhabdoformis strain M16 16S ribosomal RNA, partial sequence 28438 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 
107 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
87 


Bacteria; 
455348 Bacteria_16S 
strain F 628 16S 


297536 297430 1 


455348 Bacteria_16S 329415 329329 1 


gi 


gi 


gi 


296587 29794 


265678862 


ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029168.1 
9 Mycobacterium 
eae; Mycobacteri 


265678841 


obulbus rhabdoformis 
e; Desulfobulbus. 
Mycobacterium terrae 
terrae Bacteria; 
aceae; Mycobacterium. 


ref|NR_029146.1 


Sedimentibacter 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 


hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Sedis; Sedimentibacter. 


Incertae 


455348 Bacteria_16S 


strain YIM 70081 


359594 359488 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


455348 Bacteria_16S 
sandarakina strai 
sandarakina Bacte 


Nesterenkonia. 


455348 Bacteria_16S 
xylanilyticus str 


xylanilyticus Bac 


455348 Bacteria_16S 
massiliensis stra 
massiliensis Bact 
455348 Bacteria_16S 


strain AIP 354.02 
Firmicutes; 


neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 


455348 Bacteria_16S 


strain YIM 70085 


Clost 
455348 Bacteria_16S 


361140 361034 1 107 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


376068 375982 1 87 gi 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 
393020 392934 1 87 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
394514 394412 1 103 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Lachnospiraceae; 
399036 398930 1 107 gi 
strain SBHR OA6 16S ribosomal RNA, par 
Bacteria; Actinobacteria; Actinobacter 
ardia. 

422267 422161 1 


107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


455348 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 


Micrococcaceae; N 
455348 Bacteria_16S 
halotolerans stra 
halotolerans Bact 


Corynebacteriacea 


455348 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nesterenkonia. 


455348 Bacteria_16S 


kentuckyensis str 
kentuckyensis Bac 
Pseudonocardiacea 


455348 Bacteria_16S 


mediterranei stra 
mediterranei Bact 
Pseudonocardiacea 


455348 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


455348 Bacteria_16S 


strain QH3A7 16S 


426973 426867 1 107 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 

428516 428410 1 107 gi 
in YIM70093 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

430060 429954 1 107 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


437855 437749 1 107 gi 
ain NRRL B-24129 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
e; Amycolatopsis. 

460779 460673 1 107 gi 
in NT 19 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 
466821 466715 1 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
489872 489766 1 107 gi 
ribosomal RNA, complete sequence 


107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


455348 Bacteria_16S 


kerguelensis stra 
kerguelensis Bact 
Arthrobacter. 


455348 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


455348 Bacteria_16S 


strain ID131577 1 
Actinobacteria; 


tuberculostearicu: 
tuberculostearicu: 
Corynebacteriacea 


455348 Bacteria_16S 


glaucum strain IM 
glaucum Bacteria; 
Corynebacteriacea 


455348 Bacteria_16S 


R 
455348 Bacteria_16S 


494522 494416 1 107 gi 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


509862 509756 1 107 gi 
106/00/5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

567815 567713 1 


103 gi 


ubrobacteridae; Solirubrobacterales; C 
573823 573717 1 107 gi 
m strain Medalle X 16S ribosomal RNA, 
m Bacteria; Actinobacteria; Actinobact 
e; Corynebacterium. 

579717 579611 1 107 gi 
MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
581260 581154 1 


107 gi 


265678815 


16S ribosomal RNA, partial sequence 358665 36015 


ococcineae 
265678814 
sequence 

Actinomyc 


265678804 
sequence 
cillaceae; 
265678793 
sequence 
illaceae; 
265678792 
39362 
Oribacter 
265678789 
tial seque 
idae; Acti 


265678773 


16S ribosomal RNA, partial sequence 421328 42283 


ococcineae 
265678770 
1 sequence 


265678769 
sequence 


265678768 
sequence 
Actinomy 


’ 


265678763 
rtial sequ 


265678744 
quence 
Actinomy 


’ 


265678740 


465880 467346 Rothi 


ococcaceae 
265678725 


488917 49045 


ococcineae 
265678722 
quence 
Actinomy 


v 


265678712 
quence 
inomycetal 


265678674 


6S ribosomal RNA, partial sequence 566874 56834 


onexibacte 
265678670 
partial se 
eridae; Ac 


265678666 
sequence 


inomycetal 


265678665 


pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


Mycobacterium. 


e; Actinomycet 


; Actinomy: 


e; Actinomycet 


ref|NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029119.1 

360205 361665 
etales; Micrococ 


ref|NR_029109.1 
375101 376646 
Paenibacillus. 
ref|NR_029098.1 
392074 393575 
Paenibacillus. 
ref |NR_029097.1 
6 394999 Oribac 
ium. 
ref 
nce 
nomy 


NR_029094.1 
398145 
cetales; Cor 


ref |NR_029078.1 


; Yaniellaceae; 
ref|NR_029075.1 

426041 427535 
ales; Microc 


ref|NR_029074.1 
427586 429077 
cetales; Coryneb 


ref |NR_029073.1 
429128 430610 
cetales; Microco 


ref 
ence 


NR_029068.1 
436922 

ales; Pseudo 
ref|NR_029049.1 
459859 461323 
cetales; Pseudon 


ref|NR_029045.1 
a amarae Bacteri 
; Rothia. 
ref|NR_029030.1 


; Jonesiaceae; J 


Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Paenibacillus 
Paenibacillus 


Paenibacillus 
Paenibacillus 


Oribacterium sinus 
terium sinus Bacteria; 


Nocardia 
399618 Nocardia 


ynebacterineae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 

occineae; 


Corynebacterium 
Corynebacterium 
acterineae; 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Amycolatopsis 
Amycolatopsis 


ocardineae; 


Rothia amarae strain 
a; Actinobacteria; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Arthrobacter 


ref |NR_029027.1 
493586 495067 
cetales; Microco 


ref|NR_029017.1 
508981 510331 
es; Corynebacter 


ref |NR_028979.1 
3 Conexibacter 
raceae; Conexiba 
ref|NR_028975.1 
quence 572888 
tinomycetales; C 


Arthrobacter 
ccineae; Micrococcaceae; 


Corynebacterium 
Corynebacterium 


ineae; 


Conexibacter woesei 


woesei Bacteria; 


cter. 

Corynebacterium 

574399 Corynebacterium 
orynebacterineae; 


ref|NR_028971.1 
578821 580286 
es; Corynebacter 


Corynebacterium 
Corynebacterium 
ineae; 


ref |NR_028970.1 
580337 581817 


Mycobacterium 
Mycobacterium 


455348 Bacteria_16S 596359 596253 1 107 gi| 265678655 |ref|NR_028960.1 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
455348 Bacteria_16S 608386 608280 1 107 gi|265678646|ref|NR_028951.1 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

455348 Bacteria_16S 623588 623482 1 107 gi|265678636|ref|NR_028941.1 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
Corynebacteriaceae; Corynebacterium. 

455348 Bacteria_16S 646715 646609 1 107 gi|265678620|ref|NR_028925.1 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
455348 Bacteria_16S 648247 648141 1 107 gi|265678619|ref|NR_028924.1 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
455348 Bacteria_16S 654056 653970 1 87 gi|265678614|ref|NR_028919.1 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Calora 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacte 
455348 Bacteria_16S 700953 700867 1 87 gi| 265678582 |ref|NR_028887.1 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

455348 Bacteria_16S 702437 702351 1 87 gi| 265678581 |ref|NR_028886.1 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

455348 Bacteria_16S 740460 740354 1 107 gi|265678554|ref|NR_028858.1 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 


Saccharomonospora paurometabolica Bacteria; Actinobacteria 


Pseudonocardineae 


455348 Bacteria_16S 


strain YIM90005 1 


; Pseudonocardiaceae; 


774536 774430 1 


Saccharomonospor 
107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


455348 Bacteria_16S 


microaerophilum s 
microaerophilum B 
Propionibacteriac 


455348 Bacteria_16S 


strain K24 16S ri 


855353 855247 1 107 gi 
train M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 

861552 861446 1 107 
bosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


455348 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


455348 Bacteria_16S 


strain VKM Ac-180 


885645 885535 1 111 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


887179 887069 1 111 gi 
4 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


455348 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Desulforhopalus. 


455348 Bacteria_16S 


VKM Ac-1401 16S r 


907104 906998 1 107 gi 
ain S'pore Tl 16S ribosomal RNA, parti 
teria; Proteobacteria; Deltaproteobact 


911739 911629 1 111 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


455348 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


455348 Bacteria_16S 


strain Y9 16S rib 


931829 931727 1 103 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
964321 964215 1 107 gi 
osomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


455348 Bacteria_16S 


strain WSU 86/104 


973594 973488 1 
4 16S ribosomal RNA, 


107 gi 
complete sequence 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


455348 Bacteria_16S 


strain IFM 10035 
Actinobacteria; A 


455348 Bacteria_16S 


strain IFM 0784 1 
Actinobacteria; A 


455348 Bacteria_16S 


1039249 1039143 1 107 gi 
ctinobacteridae; Actinomycetales; Cory 
1040758 1040652 1 107 gi 


ctinobacteridae; Actinomycetales; Cory 
1042296 10421901 107 gi 


a. 
265678530 


6S ribosomal RNA, partial sequence 773630 77513 


donocardin 
265678475 
equence 

dae; Actin 


265678471 


860647 86213 


donocardin 
265678454 

88470 
ales; Micr 
265678453 

88624 
ococcineae 
265678440 
al sequenc 
eria; Desu 


265678437 


910794 91228 


ococcineae 
265678424 
tial seque 
lostridial 
265678402 


963457 96488 


nebacterin 
265678395 
97261 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 


nebacterin 
265678351 


6S ribosomal RNA, partial sequence 1039882 10413 


nebacterin 
265678350 


v 


ref|NR_028834.1 
eae; Pseudonocar 
ref |NR_028778.1 

854408 855931 
omycetales; Prop 


ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref |NR_028756.1 
1 886196 Rathay 
ococcineae; Micr 


ref|NR_028755.1 
7 887732 Agreia 
; Microbacteriac 
ref |NR_028742.1 
e 906169 907666 
lfobacterales; D 


ref |NR_028739.1 


> Mi 
ref 
nce 
es; 
ref 


crobacteriac 
NR_028726.1 

930884 
Clostridiace 
NR_028704.1 


eae; Nocardiacea 
ref |NR_028697.1 
7 974173 Waddli 
ref|NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 


eae; Nocardiacea 


Actinomyces funkei 
myces funkei Bacteria; 
ae; Actinomyces. 
Corynebacterium 
Corynebacterium 
terineae; 


Corynebacterium 
Corynebacterium 


cterineae; 


Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 


Kocuria polaris strain 
ria; Actinobacteria; 


Caloranaerobacter 
naerobacter azorensis 
a 

Paenibacillus odorifer 
odorifer Bacteria; 


Paenibacillus graminis 
graminis Bacteria; 


Saccharomonospora 
740995 


Actinobacteridae; Actinomycetales; 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Propionibacterium 
Propionibacterium 

ionibacterineae; 


Amycolatopsis sacchari 
sacchari Bacteria; 
diaceae; Amycolatopsis. 

Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 


eae; Leifsonia. 
Clostridium 
932385 Clostridium 
ae; Clostridium. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Waddlia chondrophila 
a chondrophila Bacteria; 


Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 


ref |NR_028652.1 


Nocardia araoensis 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


455348 Bacteria_ 
strain IFM 10084 


455348 Bacteria_ 
strain YZ-96 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


455348 Bacteria_ 


strain IFM 0245 1 


16S 1043856 1043750 1 107 gi 


16S 1045412 1045306 1 107 
ribosomal RNA, partial sequence 


gi 


16S 1052988 1052882 1 107 gi 


265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678348 


1044481 10459 
nebacterin 


265678342 


6S ribosomal RNA, partial sequence 1052113 10535 


nebacterin 


ref |NR_028651.1 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

455348 Bacteria_16S 1063644 1063558 1 87 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

455348 Bacteria_16S 1075532 1075426 1 107 gi| 265678327 |ref|NR_028629.1| Rhodococcus 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 1074605 1075935 Rhodococcus 
tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

455348 Bacteria_16S 1076909 1076803 1 107 gi|265678325|ref|NR_028627.1| Rarobacter incanus 


strain YLM-32 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
455348 Bacteria_16S 


sphenisci strain 


sphenisci Bacteri 
Corynebacteriacea 
455348 Bacteria_16S 


strain IMMIB R-14 


Actinobacteria; Actinoba 
455348 Bacteria_16S 
1279 16S ribosoma 
Deinococcus-Thermus; 
455348 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


455348 Bacteria_16S 
DSM 43833 16S rib 
Bacteria; Actinob 


Thermobispora. 


455348 Bacteria_16S 


strain Cal06 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
455348 Bacteria_16S 


strain Se-3111 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
455348 Bacteria_16S 
frederiksbergense 
frederiksbergense 


Mycobacteriaceae; 


455348 Bacteria_16S 
strain 13.4 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
455348 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


455348 Bacteria_16S 


strain CBS 107.95 
Bacteria; Actinob 


cellulosolvens 6 
Bacteria; Firmicu 


455348 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 


psychrophenolicus 
psychrophenolicus 


ribosomal RNA, partial sequence 


1134374 1134268 1 
CECT 59 
a; Acti 
e; Corynebacterium. 

1148028 1147922 1 
34 16S 


107 gi 


107 gi 


1158561 1158455 1 107 gi 


osomal RNA, partial sequence 


1217604 1217498 1 107 
ribosomal RNA, partial sequence 


gi 


1222076 12219701 107 
S ribosomal RNA, partial sequence 


gi 


1235769 1235663 1 107 gi 


Mycobacterium. 
1246372 1246266 1 107 
ibosomal RNA, partial sequence 


gi 


1261315 1261209 1 107 gi 
ia; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1262757 1262651 1 107 gi 


16S ribosomal RNA, partial sequence 


v 


1303391 1303289 1 103 gi 


tes; Clostridia; Clostridiales; 
1417014 1416908 1 107 gi 
16S ribosomal RNA, partial sequence 


1421584 1421478 1 107 gi 


Micrococcaceae; Arthrobacter. 


455348 Bacteria_16S 
n 20CM 16S ribosomal RNA, partial sequ 
Pae 


antarcticus strai 
Bacteria; Firmicu 


455348 Bacteria_16S 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 


1435524 1435438 1 87 


gi 


tes; Bacillales; Paenibacillaceae; 


1449372 1449266 1 107 


gi 


90 16S ribosomal RNA, partial s 
nobacteria; Actinobacteridae; Actinomycet 


ribosomal RNA, partial sequence 
cteridae; Actinomycetales; Cory 


acteria; Actinobacteridae; Actinomycet 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


49030 16S ribosomal RNA, partial seque 


acteria; Actinobacteridae; Actinomycet 
455348 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 
Eubact 


acteria; Actinobacteridae; Actinomycet 
Saccharomonospora. 
455348 Bacteria_16S 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1075986 10774 
ococcineae 


253680767 
equence 


253680758 
11471 


228721491 


1 RNA, partial sequence 1157686 1159115 Meiothermus ruber DS 
Deinococci; Thermales; Thermaceae; Meiothermus. 

1160104 1160018 1 87 gi|228721485|ref|NR_027608.1 

71 16S ribosomal RNA, partial sequence 1159166 1160688 Desulf 

Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfot 

1170756 1170650 1 107 gi|228719618|ref|NR_027583.1 


1169826 11712 
Pseu 


ales; 


219878473 


1216681 12181 
occineae 


oc 
219878356 


1221167 12226 
occineae 


oc 
219878254 
ar 
ridae; 


219857484 


1245479 12468 
nocardin 


do 
219846707 
nce 12603 
Actinomyce 


219846681 
12618 
ales; Cory 
219846514 


eriaceae; 

224581447 
14160 
ales; Pseu 
224581444 
1 sequence 
ridae; Act 


224581431 
ence 14345 
nibacillus 
224581421 


nebacterin 


tial seq 
Act 


; Ra 
ref 


robacteracea 
NR_028015.1 
133500 113488 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
455348 Bacteria_16S 1450819 1450713 1 107 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
455348 Bacteria_16S 1453817 14537111 107 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
455348 Bacteria_16S 1458243 1458137 1 107 gi|224581414|ref|NR_027195.1| Arcanobacterium 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Arcanobacterium. 
455348 Bacteria_16S 1490208 1490102 1 107 gi| 219846947 |ref|NR_026539.1| Corynebacterium durum 
strain IBS G15036 16S ribosomal RNA, partial sequence 1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
455348 Bacteria_16S 1491682 1491580 1 103 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
455348 Bacteria_16S 1563878 1563772 1 107 gi|219846103|ref|NR_025693.1]| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
455348 Bacteria_16S 1605238 1605132 1 107 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
455348 Bacteria_16S 1606779 1606673 1 107 gi|219878472|ref|NR_025611.1| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 
455348 Bacteria_16S 1662887 1662781 1 107 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
455348 Bacteria_16S 1664427 1664321 1 107 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
455348 Bacteria_16S 1673520 1673414 1 107 gi|219878426|ref|NR_025565.1| Amycolatopsis 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
455348 Bacteria_16S 1675043 1674937 1 107 gi| 219878425 |ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
455348 Bacteria_16S 1676542 1676436 1 107 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
455348 Bacteria_16S 1678059 1677953 1 107 gi|219878423|ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
455348 Bacteria_16S 1679580 1679474 1 107 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
455348 Bacteria_16S 1682679 1682573 1 107 gi|219878420|ref|NR_025559.1| Actinomyces oricola 
strain R5292 16S ribosomal RNA, partial sequence 1681727 1683234 Actinomyces oricola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
455348 Bacteria_16S 1726905 1726799 1 107 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
455348 Bacteria_16S 1736059 1735953 1 107 gi|219878384|ref|NR_025523.1]| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
455348 Bacteria_16S 1739104 1738998 1 107 gi| 219878382 |ref|NR_025521.1| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 


cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


455348 Bacteria_16S 1752847 1752761 1 87 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
strain LMG 18422 16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

455348 Bacteria_16S 1767978 1767892 1 87 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

455348 Bacteria_16S 1799644 1799538 1 107 gi|219878336|ref|NR_025475.1| Arthrobacter 
gandavensis strain R 5812 16S ribosomal RNA, partial sequence 1798724 1800168 Arthrobacter 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

455348 Bacteria_16S 1801166 1801080 1 87 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

455348 Bacteria_16S 1816566 1816460 1 107 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 

455348 Bacteria_16S 1822689 1822579 1 111 gi|219878321|ref|NR_025460.1| Agreia pratensis 
strain P 229/10 16S ribosomal RNA, partial sequence 1821775 1823250 Agreia pratensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

455348 Bacteria_16S 1848684 1848578 1 107 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

455348 Bacteria_16S 1856176 1856070 1 107 gi| 219878297 |ref|NR_025436.1| Corynebacterium 
capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 1855266 1856599 Corynebacterium 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

455348 Bacteria_16S 1859143 1859037 1 107 gi|219878295|ref|NR_025434.1| Corynebacterium 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

455348 Bacteria_16S 1874465 1874359 1 107 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

455348 Bacteria_16S 1886850 1886744 1 107 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 

455348 Bacteria_16S 1902094 1901988 1 107 gi|219878262|ref|NR_025401.1] Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

455348 Bacteria_16S 1907803 1907697 1 107 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
455348 Bacteria_16S 1910793 1910687 1 107 gi| 219878256 |ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

455348 Bacteria_16S 1926105 1925999 1 107 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

455348 Bacteria_16S 1932302 1932196 1 107 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

455348 Bacteria_16S 1938273 1938167 1 107 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

455348 Bacteria_16S 1952101 1951995 1 107 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
455348 Bacteria_16S 1953554 1953448 1 107 gi|219878226|ref|NR_025365.1| Corynebacterium 
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Corynebacteriacea 


e; Corynebacterium. 


1952641 195404 


7 Corynebacterium 


455348 Bacteria_16S 
in CCUG 38702 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


urogenitalis stra 
urogenitalis Bact 
Actinomycetaceae; 


455348 Bacteria_16S 


strain CF-25 16S 


strain CF-43 16S 


455348 Bacteria_ 
haemolyticum strain CIP 103370 16S ribosomal RNA, parti 


haemolyticum DSM 


Actinomycetaceae; 
455348 Bacteria_ 


variabile strain 


variabile Bacteri 


Bacteria; 


Corynebacterium. 


455348 Bacteria_ 
strain KK19 16S ribosomal RNA, 


Firmicutes; 


Bacteria; 


sibiricum strain 
Bacteria; 


455348 Bacteria_ 
palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 
Pseudonocardiaceae; 
455348 Bacteria_ 


strain YIM 90001 


Nocardiaceae; 


Nocardiaceae; 


455348 Bacteria_16S 


1955037 1954931 1 


Actinomyces. 
1957995 1957889 1 


1959551 1959445 1 


107 


107 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
455348 Bacteria_16S 


107 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


gi| 219878225 


gi|219878223 
1957067 19585 


gi| 219878222 
1958616 19601 


sequence 1954098 19555 
Actinomycetales; 


65 Arthrobacter 


16 Arthrobacter 


ref |NR_025364.1| Actinomyces 
20 Actinomyces 


Actinomycineae; 


Arthrobacter luteolus 
luteolus Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_025361.1] Arthrobacter albus 
albus Bacteria; 
Micrococcaceae; Arthrobacter. 


ref |NR_025362.1 


Firmicutes; Bacillales; Alicyclobacillaceae; 
455348 Bacteria_ 
simulans strain UCL553 16S 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Bacil 
455348 Bacteria_ 
propionicum strain DSM 4330 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 

455348 Bacteria_ 
submarinus strain 
Proteobacteria; 
455348 Bacteria_ 


Firmicutes; 


16S 1980826 1980720 1 107 gi 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

16S 2031108 2031002 1 107 gi 


DSM 20132 16S ribosomal RNA, partial s 


16S 2032600 2032514 1 87 gi 
FR-11 16S ribosomal RNA, partial sequ 


16S 2037197 2037091 1 107 gi 


ribosomal RNA, partial seque 


7 16S ribosomal RNA, partial 


16S 2103192 2103082 1 
6N 16S 


111 gi 
ribosomal RNA, partial sequenc 
Deltaproteobacteria; Desulfov 


Amycolatopsis. 


16S 2150100 2149994 1 107 gi 


16S 2174280 21741741 107 gi 


2195516 2195410 1 107 gi 


2268680 2268566 1 115 


gi 


al 
ba 


nce 
ales; 


e 


Actinobacteria; Actinobacteridae; 


Actinobacteria; Actinobacteridae; 
Rhodococcus. 
455348 Bacteria_16S 
maanshanensis strain M712 16S ribosomal RNA, partial se 
maanshanensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 


e; 


219878208 


219878175 


equence 
a; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 
455348 Bacteria_ 
hesperidum strain 


sequence 


219878118 
21 


219857635 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
455348 Bacteria_ 
aetherivorans strain 10bc312 16S ribosomal RNA, partial 
aetherivorans Bacteria; 


219857619 
sequence 


219857602 


quence 
Actinomycetales; 


219857554 


sequence 1979903 19813 
cteridae; 


inomycetales; 


20362 
Corynebacterineae; 


022 
ibrionales; 


Actinomycetales; 


Actinomycetales; 


ref |NR_025347.1 
8 


ref |NR_025314.1 
2030195 203163 


2076251 207775 


ref|NR_025257.1 
11 2103776 Desulf 


Pseu 


ref|NR_025224.1 
Pseudonocar 
NR_025208.1 
173451 217485 
Coryne 


ref 
2 


NR_025190.1 
194621 219603 
Coryne 


ref 


is} 


ref |NR_025142.1 


Desulfohalobiaceae; 


Arcanobacterium 
5 Arcanobacterium 


Actinomycetales; Actinomycineae; 


Corynebacterium 
0 Corynebacterium 


Corynebacterineae; 


219878174|ref|NR_025313.1]| Alicyclobacillus 
ence 2031681 2033165 Alicyclobacillus hesperidum 
Alicyclobacillus. 

219878170|ref|NR_025309.1| Corynebacterium 


84 2037751 Corynebacterium simulans 
Corynebacteriaceae; 


16S 2048136 2048050 1 87 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 

lales; Paenibacillaceae; Paenibacillus. 

16S 2077168 2077062 1 107 gi|219878138|ref|NR_025277.1| Propionibacterium 


6 Propionibacterium 


Actinomycetales; Propionibacterineae; 


Desulfonauticus 
onauticus submarinus 
Desulfonauticus. 


16S 2104737 2104624 1 114 gi|219878117|ref|NR_025256.1] Anoxynatronum 
Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
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Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

455348 Bacteria_16S 2455246 2455140 1 107 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

455348 Bacteria_16S 2497216 2497110 1 107 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 
strain DNP505 16S ribosomal RNA, partial sequence 2496307 2497779 Rhodococcus koreensis Bacteria; 
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Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

455348 Bacteria_16S 2720080 2719974 1 107 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

455348 Bacteria_16S 2723120 2723034 1 87 gi|219857173|ref|NR_024801.1| Alicyclobacillus 
pomorum strain 3A 16S ribosomal RNA, partial sequence 2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

455348 Bacteria_16S 2729299 2729213 1 87 gi|219857168|ref|NR_024796.1| Alicyclobacillus 
sendaiensis strain NTAP-1 16S ribosomal RNA, partial sequence 2728379 2729816 Alicyclobacillus 
sendaiensis Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

455348 Bacteria_16S 2745653 2745547 1 107 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1l-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

455348 Bacteria_16S 2747052 2746946 1 107 gi|219857156|ref|NR_024784.1| Rhodococcus 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 2747493 Rhodococcus 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

455348 Bacteria_16S 2767937 2767831 1 107 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

455348 Bacteria_16S 2769465 2769380 1 87 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

455348 Bacteria_16S 2784593 2784483 1 111 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 

455348 Bacteria_16S 2786165 2786079 1 87 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
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cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
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ce 2786786 2788314 Alicyclobacillus herbarius 
Alicyclobacillus. 

87 gi|219857124|ref|NR_024752.1| Paenibacillus 
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Paenibacillaceae; Paenibacillus. 
PLE gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
2893553 2894997 Mycetocola lacteus Bacteria; 
Micrococcineae; Microbacteriaceae; Mycetocola. 
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455348 Bacteria_16S 
mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 
455348 Bacteria_16S 3207967 3207861 1 107 gi 
sundsvallense strain CCUG 36622 16S ribosomal RNA, part 
sundsvallense Bacteria; Actinobacteria; Actinobacterida 
Corynebacteriaceae; Corynebacterium. 

455348 Bacteria_16S 3213940 3213834 1 107 gi 
lipophiloflavum strain DSM 44291 16S ribosomal RNA, par 
lipophiloflavum Bacteria; Actinobacteria; Actinobacteri 
Corynebacteriaceae; Corynebacterium. 

455348 Bacteria_16S 3215463 3215357 1 107 gi 
imitans strain 2023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 
455348 Bacteria_16S 
strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 
455348 Bacteria_16S 3247375 3247289 1 87 gi 
aeronauticum strain DSM 10349 16S ribosomal RNA, partia 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Pep 
455348 Bacteria_16S 3336753 3336647 1 107 gi|219846694 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
455348 Bacteria_16S 3338262 3338156 1 107 gi| 219846693 |ref|NR_026285.1 
parafortuitum strain DSM 43528 16S ribosomal RNA, partial sequence 3337354 333881 
parafortuitum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Mycobacteriaceae; Mycobacterium. 

455348 Bacteria_16S 3339774 3339668 1 107 gi 
austroafricanum strain ATCC 33464 16S ribosomal RNA, pa 
austroafricanum Bacteria; Actinobacteria; Actinobacteri 
Mycobacteriaceae; Mycobacterium. 

455348 Bacteria_16S 3356629 3356523 1 107 gi| 219846679 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 33572 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
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455348 Bacteria_16S 3396098 3395992 1 107 gi 
citrea strain DSM 43110 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Promicromonospora 
455348 Bacteria_16S 3399128 3399022 1 107 gi 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
455348 Bacteria_16S 3400662 3400556 1 107 gi| 219846645 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
455348 Bacteria_16S 3402188 3402082 1 107 gi|219846644 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
455348 Bacteria_16S 3403728 3403622 1 107 gi| 219846643 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
455348 Bacteria_16S 3405258 3405152 1 107 gi| 219846642 |ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 
455348 Bacteria_16S 3406784 3406678 1 107 gi|219846641 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
455348 Bacteria_16S 3412932 3412826 1 107 gi| 219846636 
strain NCTC 10951 16S ribosomal RNA, partial sequence 34120 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
455348 Bacteria_16S 3417348 3417242 1 107 gi|219846633|ref|NR_026225.1] Actinomyces 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


455348 Bacteria_16S 


strain DSM 20541 


3457653 3457547 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


455348 Bacteria_16S 


protophormiae str 
protophormiae Bac 


3459147 3459041 1 107 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


455348 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


3460668 3460562 1 107 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


Micrococcaceae; Arthrobacter. 


455348 Bacteria_16S 


strain DSM 20546 


3462188 3462082 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


455348 Bacteria_16S 


polychromogenes s 
polychromogenes B 


3463711 3463605 1 107 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


455348 Bacteria_16S 


strain DSM 20545 


3465234 3465128 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


455348 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


455348 Bacteria_16S 


crystallopoietes 
crystallopoietes 


3466757 3466651 1 107 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3468279 3468173 1 107 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 


455348 Bacteria_16S 


strain DSM 20133 


3469805 3469699 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


455348 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


455348 Bacteria_16S 


strain DSM43338 


3471323 34712171 107 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3474368 3474262 1 
16S ribosomal RNA, 


107 gi 
complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


455348 Bacteria_16S 


strain DSM 4954 1 


3475891 3475785 1 107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


455348 Bacteria_16S 


marinonascens str 
marinonascens Bac 
Nocardiaceae; Rho 


455348 Bacteria_16S 


strain 6843 DSM 1 


3477417 34773111 107 gi 
ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
dococcus. 

3478968 3478862 1 


107 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


455348 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


455348 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


455348 Bacteria_16S 


strain DSM 7485 1 


3480420 3480314 1 107 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
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219846619 
6S ribosomal RNA, partial sequence 3435424 34367 


219846607 
16S ribosomal RNA, partial sequence 3453662 34551 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 


219846605 
16S ribosomal RNA, partial sequence 3456719 34581 


219846603 


219846602 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 


219846600 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 


219846598 


219846597 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 


219846595 


219846593 
219846592 
6S ribosomal RNA, partial sequence 3474975 34764 


219846591 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
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ref|NR_026211.1 
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ref|NR_026190.1 
3465830 346730 
tales; Micrococc 


quence 
tinomyce 
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346735 
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v 
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44 3474924R 
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34734 
bacterin 
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sequenc 
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; Actinomycetace 
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sequence 
ctinomyc 
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3493260 349458 
tales; Pseudonoc 


quence 
tinomyce 
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33 Rathayibacter 
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riaceae; 
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e: 
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’ 
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e: 
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; Arthrobacter. 
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Arthrobacter 
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v 
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rococcineae; 
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v 


Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 
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occus ruber Bacteria; 
e; Rhodococcus. 
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47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 
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bacterineae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
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Actinomyces 
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cineae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Rathayibacter rathayi 
rathayi Bacteria; 
eae; Rathayibacter. 


ref|NR_026158.1 


Rathayibacter tritici 


strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter tritici Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rathayibacter. 


455348 Bacteria_16S 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 


gregorii strain N 


gregorii Bacteria; 
Pseudonocardiaceae; 
455348 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


455348 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


455348 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


455348 Bacteria_16S 
16S ribosomal RNA, partial sequence 3613485 36150 
Carnobacteriaceae; Alloioc 


strain NCFB 2890 
Firmicutes; Lacto 


455348 Bacteria_16S 
SEBR 3139 16S ribosomal RNA, partial 
Clostridia; 


halophilum strain 
halophilum Bacter 


455348 Bacteria_16S 


michiganensis sub 
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Saccharopolyspora. 
3531965 3531863 1 


ridiales; Clostridiaceae; 
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bacillales; 
3653775 3653689 1 
ia; Firmicutes; 

3769348 3769238 1 


omal RNA, partial sequence 


S ribosomal RNA, partial sequence 


107 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
equence 3523483 3524884 Saccharopolyspora 
tinomycetales; Pseudonocardineae; 

103 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 

3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 

Sarcina. 
103 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
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ref|NR_025976.1 
RNA, 


partial sequence 


ridia; Clostridiales; Clostridiaceae; Sarcina. 
3599248 3599146 1 103 gi|219846508|ref|NR_026100.1| Clostridium 
rain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3614446 3614360 1 87 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 


otitis Bacteria; 
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2 Desulfotomaculum 

fotomaculum. 
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Geobacter. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 
455348 Bacteria_16S 23613 23532 1 82 gi|265679048|ref|NR_029356.1 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
455348 Bacteria_16S 25204 25123 1 82 gi| 265679047 |ref|NR_029355.1 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
455348 Bacteria_16S 75174 75061 1 114 gi|265679014|ref|NR_029322.1 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlor 
Chlorobium. 

455348 Bacteria_16S 84023 83942 1 82 gi| 265679007 |ref|NR_029315.1 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bac 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

455348 Bacteria_16S 87050 86969 1 82 gi| 265679005 |ref|NR_029313.1 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 


Anaerofilum 
Anaerofilum 


pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 


455348 Bacteria_16S 180005 179904 1 102 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

455348 Bacteria_16S 203022 202941 1 82 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

455348 Bacteria_16S 215494 215395 1 easy gi|265678919|ref|NR_029227.1| Halomonas elongata 
strain 1 H 9 16S ribosomal RNA, partial sequence 214535 216002 Halomonas elongata Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

455348 Bacteria_16S 232088 231987 1 101 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

455348 Bacteria_16S 379161 379076 1 86 gi|265678802|ref|NR_029107.1| Oceanicola batsensis 
strain HTCC2597 16S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

455348 Bacteria_16S 433163 433078 1 86 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

455348 Bacteria_16S 482121 482037 1 85 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

455348 Bacteria_16S 521996 521915 1 82 gi|265678704|ref|NR_029009.1| Flavobacterium 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
455348 Bacteria_16S 540285 540204 1 82 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

455348 Bacteria_16S 570866 570785 1 82 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

455348 Bacteria_16S 594867 594786 1 82 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

455348 Bacteria_16S 614599 614518 1 82 gi|265678642|ref|NR_028947.1| Petrotoga olearia 
strain SL24 16S ribosomal RNA, partial sequence 613678 615152 Petrotoga olearia Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

455348 Bacteria_16S 638911 638811 1 102 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
455348 Bacteria_16S 658579 658498 1 82 gi|265678610|ref|NR_028915.1| Anaerostipes caccae 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes caccae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

455348 Bacteria_16S 706713 706632 1 82 gi|265678578|ref|NR_028883.1| Dorea longicatena 
strain 111-35 16S ribosomal RNA, partial sequence 705889 707204 Dorea longicatena Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 

455348 Bacteria_16S 762224 762139 1 86 gi|265678538|ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

455348 Bacteria_16S 783854 783773 1 82 gi| 265678523 |ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

455348 Bacteria_16S 821988 821888 3 104 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

455348 Bacteria_16S 846501 846420 1 82 gi| 265678482 |ref|NR_028785.1| Clostridium scindens 
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455348 Bacteria_16S 
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455348 Bacteria_16S 
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Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 1499195 14991141 82 gi|219846656|ref|NR_026248.1 
51271 16S ribosomal RNA, complete sequence 1498269 1499735 Catonella morbi ATCC 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Catonella. 

455348 Bacteria_16S 1518565 1518484 1 82 gi|219857618|ref|NR_025207.1 
strain PC18 16S ribosomal RNA, partial sequence 1517647 15191 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

455348 Bacteria_16S 1520077 1519996 1 82 gi|219857617|ref|NR_025206.1 
strain PC80 16S ribosomal RNA, partial sequence 1519166 15206 
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455348 Bacteria_16S 
strain BA134 16S 
Bacteroidetes; Sp 
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ref|NR_026148.1 


Clostridium 


homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


455348 Bacteria_16S 3577773 3577688 1 86 gi|219846524|ref|NR_026116.1| Blastobacter 
capsulatus strain 216 16S ribosomal RNA, complete sequence 3576905 3578325 Blastobacter capsulatus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 

455348 Bacteria_16S 3583808 3583723 1 86 gi|219846520|ref|NR_026112.1] Clostridium 
thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 
thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 3597694 3597613 1 82 gi|219846509|ref|NR_026101.1] Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

455348 Bacteria_16S 3681297 3681216 1 82 gi|219846450|ref|NR_026041.1| Polaribacter 
filamentus strain 215 16S ribosomal RNA, partial sequence 3680374 3681813 Polaribacter filamentus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

455348 Bacteria_16S 3793529 3793448 1 82 gi|219846368|ref|NR_025959.1| Polaribacter 
franzmannii strain 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polaribacter franzmannii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Polaribacter. 

455348 Bacteria_16S 3831640 3831559 1 82 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

455348 Bacteria_16S 3834528 3834447 1 82 gi|219846339|ref|NR_025929.1| Ruminococcus albus 
strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

455348 Bacteria_16S 3863290 3863209 1 82 gi|219846320|ref|NR_025910.1| Rikenella microfusus 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 3863801 Rikenella microfusus Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

455348 Bacteria_16S 3870865 3870784 4 85 gi|219846315|ref|NR_025905.1| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

455348 Bacteria_16S 3966225 3966140 1 86 gi|219846248|ref|NR_025838.1| Novosphingobium 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 3966788 Novosphingobium 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

455348 Bacteria_16S 3975068 3974983 1 86 gi|219846242|ref|NR_025832.1| Agrobacterium 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 3975556 Agrobacterium 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

455348 Bacteria_16S 4025617 4025536 1 82 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 4098240 4098159 1 82 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
455348 Bacteria_16S 4105730 4105645 1 86 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

455348 Bacteria_16S 4193069 4192988 1 82 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

455348 Bacteria_16S 41743 41640 1 104 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 72102 72018 #1 85 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

455348 Bacteria_16S 73666 73582 1 85 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

455348 Bacteria_16S 78042 77958 i 85 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536 Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

455348 Bacteria_16S 106936 106852 1 85 gi|265678991|ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 
455348 Bacteria_16S 128323 128240 1 85 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
espejiana strain 261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

455348 Bacteria_16S 168007 167904 1 104 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 


1721-77 16S ribos 
Gammaproteobacter 


omal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


167046 168502 Vibrio mimicus Bacteria; 


Proteobacteria; 


455348 Bacteria_16S 169531 169428 1 104 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 171007 170904 1 104 gi| 265678949 |ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 172517 172414 1 104 gi| 265678948 |ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 174025 173922 1 104 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

455348 Bacteria_16S 175533 175430 1 104 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 177019 176916 1 104 gi|265678945|ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

455348 Bacteria_16S 213976 213893 1 85 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

455348 Bacteria_16S 352239 352155 1 85 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

455348 Bacteria_16S 353701 353617 1 85 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

455348 Bacteria_16S 450091 450007 1 85 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

455348 Bacteria_16S 506831 506747 1 85 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

455348 Bacteria_16S 523536 523452 1 85 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

455348 Bacteria_16S 637380 637296 1 85 gi|265678626|ref|NR_028931.1| Knoellia sinensis 


strain HKI 0119 1 
Actinobacteria; A 


455348 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 
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455348 Bacteria_16S 


6S ribosomal RNA, partial sequence 636453 63793 


1 Knoellia sinensis Bacteria; 


pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

664631 664539 1 93 gi|265678606|ref|NR_028911.1| Anaerovorax 
n NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 

688860 688776 1 85 gi|265678590|ref|NR_028895.1| Desulfobacterium 
in NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

756198 756082 1 117 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
ibosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

766890 766806 1 85 gi| 265678535 |ref|NR_028839.1| Veillonella 
strain ADV 281.99 16S ribosomal RNA, partial sequence 765978 767386 Veillonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

816011 815927 1 85 gi|265678502|ref|NR_028805.1| Pseudonocardia 
n 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 

878050 877966 1 85 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
6S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
ctinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 

881057 880973 1 85 gi|265678458|ref|NR_028760.1| Lentzea californiensis 
37 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 

913260 913176 1 85 gi|265678436|ref|NR_028738.1| Lechevalieria 
train NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Lechevalieria. 

914818 914734 1 85 gi|265678435|ref|NR_028737.1| Actinosynnema 


913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 


455348 Bacteria_16S 
psychrophila stra 


927320 927236 1 85 gi 


in LSv54 16S ribosomal RNA, partial se 


265678427 
quence 


psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
Desulfotalea. 

455348 Bacteria_16S 1113224 11131211 104 gi| 265678300 
halophilum strain 76 16S ribosomal RNA, partial sequence 11123 


Bacteria; Actinob 
Microbacterium. 
455348 Bacteria_16S 1149590 1149506 1 85 
strain AAFu3 16S ribosomal RNA, partial sequence 
Deferribacteres; Deferribacterales; Deferribacteraceae; 
455348 Bacteria_16S 1175344 1175260 1 85 gi 
DSM 16069 16S ribosomal RNA, partial sequence 


gi 


acteria; Actinobacteridae; Actinomycet 


ales; 


253680757 


1148654 11501 
Geovibrio 


228718578 


1174405 11758 


Micr 


ref|NR_028729.1 
926361 927852 
fobacterales; De 


ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 


ref|NR_028005.1 


ref|NR_027574.1 


Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Microbacterium 
acterium halophilum 


obacteriaceae; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Bacteria; Proteobacteria; Gammaproteobacteria; Kangiella. 

455348 Bacteria_16S 1199511 1199419 1 93 gi|228715480|ref|NR_027533.1| Dyadobacter fermentans 
DSM 18053 16S ribosomal RNA, partial sequence 1198618 1200010 Dyadobacter fermentans DSM 18053 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Dyadobacter. 

455348 Bacteria_16S 1229697 1229613 1 85 gi|219878280|ref|NR_025419.1| Cellvibrio gandavensis 
strain R-4069 16S ribosomal RNA, partial sequence 1228770 1230255 Cellvibrio gandavensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

455348 Bacteria_16S 1256807 1256723 1 85 gi|219857144|ref|NR_024772.1| Corynebacterium 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 
455348 Bacteria_16S 
strain VPI 0546 1 


1289892 1289808 1 
6S ribosomal RNA, 


85 gi 


Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
455348 Bacteria_16S 1368937 1368853 1 85 gi|228718692|ref|NR_027575.1 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrion 
455348 Bacteria_16S 1378092 1378008 1 85 gi|228717562|ref|NR_027564.1 
turnerae strain T7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredi 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales g 
Teredinibacter. 
455348 Bacteria_16S 1402025 1401909 1 117 gi|228715351|ref|NR_027523.1 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifso 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Microbacteriaceae; Leifsonia. 
455348 Bacteria_16S 1440159 1440075 1 85 gi|224581428|ref|NR_027210.1 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 14407 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
455348 Bacteria_16S 1497682 1497598 1 85 gi|219846665|ref|NR_026257.1 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complet 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Fir 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
455348 Bacteria_16S 1536792 1536708 1 85 gi|219857378|ref|NR_024966.1 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 153737 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Actinosynnemataceae; Saccharothrix. 
455348 Bacteria_16S 1539915 1539831 1 85 gi|219857376|ref|NR_024964.1 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossi 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
455348 Bacteria_16S 1574441 1574357 1 85 gi|219856868|ref|NR_024687.1 


strain MK27-91F2 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
455348 Bacteria_16S 1575966 1575882 1 85 gi 


16S ribosomal RNA, partial sequence 1255896 12573 
acteria; Actinobacteridae; Actinomycet 


ales; 


219846501 


complete sequence 1289055 12904 


16S ribosomal RNA, partial sequence 1573526 15750 


donocardin 
219856867 


strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
455348 Bacteria_16S 1665951 1665867 1 85 gi 
albatum strain R 761-7 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Kibdelosporangium. 

455348 Bacteria_16S 1710230 1710146 1 85 gi 
atypicum strain R2070 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 

455348 Bacteria_16S 1853101 1852985 1 117 gi 
cellulosilytica strain TB100 16S ribosomal RNA, partial 


cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Thermobifida. 


donocardin 
219878431 
nce 16650 
ales; Pseu 


219878401 
ce 17093 


ales; Cory 


219878299 


Cory 


nebacterineae; C 


ref|NR_026093.1 


Actinosynne 
NR_024686.1 


eae; 
ref 


eae; Actinosynne 
ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


ref|NR_025438.1 


sequence 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Teredinibacter 

nibacter turnerae T7901 

enera incertae sedis; 


Leifsonia xyli subsp. 
nia xyli subsp. 


ineae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Halanaerobium 

e sequence 1496733 
micutes; Clostridia; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Corynebacterium 
bacterium atypicum 


orynebacteriaceae; 


Thermobifida 


1852181 185367 
Stre 


5 Thermobifida 
ptosporangineae; 


455348 Bacteria_16S 1924544 1924460 1 85 gi 
kongjuensis strain LM 157 16S ribosomal RNA, partial se 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Pseudonocardia. 

455348 Bacteria_16S 1933752 1933668 1 


85 gi 


219878245 
qu 
Actinomyc 


219878239 
strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 19342 


ref|NR_025384.1 
1923611 192512 
etales; 


ence 


ref|NR_025378.1 


Pseudono 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 

455348 Bacteria_16S 1936724 1936640 1 85 gi|219878237|ref|NR_025376.1| Comamonas 
nitrativorans strain 23310 16S ribosomal RNA, partial sequence 1935800 1937297 Comamonas 
nitrativorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
455348 Bacteria_16S 1950533 1950449 1 85 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

455348 Bacteria_16S 1976173 1976089 1 85 gi|219878211|ref|NR_025350.1| Desulfobacula 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulfobacula phenolica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacula. 
455348 Bacteria_16S 2256286 2256202 1 85 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

455348 Bacteria_16S 2336651 2336566 1 86 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

455348 Bacteria_16S 2342683 2342599 1 85 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
455348 Bacteria_16S 2353236 2353152 1 85 gi|219857492|ref|NR_025080.1]| Comamonas 
denitrificans strain 123 16S ribosomal RNA, partial sequence 2352316 2353757 Comamonas 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 
455348 Bacteria_16S 2409523 2409407 1 117 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

455348 Bacteria_16S 2421939 2421855 1 85 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

455348 Bacteria_16S 2446079 2445995 1 85 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
strain CCUG 30811 16S ribosomal RNA, partial sequence 2445148 2446624 Alishewanella fetalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alishewanella. 

455348 Bacteria_16S 2492834 2492750 1 85 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
455348 Bacteria_16S 2494321 2494237 1 85 gi| 219857387 |ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

455348 Bacteria_16S 2498761 2498657 1 104 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

455348 Bacteria_16S 2523091 2523007 1 85 gi|219857362|ref|NR_024950.1| Pseudomonas 
brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 2522145 2523617 Pseudomonas 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

455348 Bacteria_16S 2524621 2524537 1 85 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfo 
455348 Bacteria_16S 2594421 2594317 3 107 gi| 219857272 |ref|NR_024903.1 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
455348 Bacteria_16S 2670536 2670420 1 117 gi 


strain JCM 3151 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microbispora. 
455348 Bacteria_16S 2783084 2783000 1 85 gi|219857128|ref|NR_024756.1 


strain B3-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiot 


219857210 
6S ribosomal RNA, partial sequence 2669632 26710 


2782197 27836 


bacterineae; 


ref 


Mycobacteri 
NR_024838.1 


richaceae; Thiothrix. 


455348 Bacteria_16S 2819240 2819124 1 117 gi 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; Planomonospora. 


219856911 


talea. 

Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Microbispora mesophila 


87 Microbispora mesophila Bacteria; 


orangiaceae; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


ref|NR_024732.1 
2818334 281977 
Strept 


sequence 
Actinomycetales; 


Planomonospora 
7 Planomonospora 
osporangineae; 


455348 Bacteria_16S 2826736 2826652 1 85 gi|219856906|ref|NR_024727.1| Sporichthya polymorpha 
strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; Sporichthya. 

455348 Bacteria_16S 2842011 2841927 1 85 gi| 219856896 |ref|NR_024715.1| Halanaerobium 
fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

455348 Bacteria_16S 2898935 2898831 12 116 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 
455348 Bacteria_16S 2918932 2918849 1 85 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 


455348 Bacteria_16S 2935462 2935378 1 85 gi|219856833|ref|NR_024652.1| Oceanospirillum 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 2934531 2935988 Oceanospirillum 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanospirillum. 
455348 Bacteria_16S 2939965 2939881 1 85 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
455348 Bacteria_16S 2944519 2944435 1 85 gi| 219856827 |ref|NR_024646.1| Sporichthya 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 
455348 Bacteria_16S 2955087 2955003 1 85 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
455348 Bacteria_16S 2956604 2956520 1 85 gi| 219856819 |ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
455348 Bacteria_16S 2959523 2959439 1 85 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
455348 Bacteria_16S 3053930 3053846 1 85 gi|219846886|ref|NR_026478.1| Formivibrio citricus 
strain CreCitl 16S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 
455348 Bacteria_16S 3136502 3136418 1 85 gi| 219846831 |ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 
455348 Bacteria_16S 3238341 3238257 1 85 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 
455348 Bacteria_16S 3355057 3354961 13 109 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
455348 Bacteria_16S 3373405 33733211 85 gi|219846668|ref|NR_026260.1| Halanaerobacter 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 3373950 Halanaerobacter 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
455348 Bacteria_16S 3376476 3376392 1 85 gi|219846666|ref|NR_026258.1| Halanaerobium 
saccharolyticum subsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 
Halanaerobium saccharolyticum subsp. senegalense Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
455348 Bacteria_16S 3420344 3420261 1 85 gi|219846631|ref|NR_026223.1| Pseudoalteromonas 
rubra strain ATCC 29570 16S ribosomal RNA, partial sequence 3419418 3420843 Pseudoalteromonas rubra 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
455348 Bacteria_16S 3423306 3423223 1 85 gi|219846629|ref|NR_026221.1| Pseudoalteromonas 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
455348 Bacteria_16S 3426266 3426183 1 85 gi|219846627|ref|NR_026219.1| Pseudoalteromonas 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 3426769 Pseudoalteromonas 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
455348 Bacteria_16S 3427747 3427664 1 85 gi|219846626|ref|NR_026218.1| Pseudoalteromonas 
atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 3426820 3428242 Pseudoalteromonas 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


Ww 


455348 Bacteria_16S 
strain ATCC 43992 
Proteobacteria; 
455348 Bacteria_16S 


3429227 34291441 


3495572 3495488 1 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


85 gi| 219846625 
34282 

Shewanellac 

85 gi| 219846579 


ref 


ref 


NR_026217.1 


Shewanella. 
NR_026171.1 


Shewanella benthica 


93 3429730 Shewanella benthica Bacteria; 
eae; 


Thermocrispum agreste 


strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

455348 Bacteria_16S 3506070 3505986 1 85 gi|219846572|ref|NR_026164.1| Microbacterium barkeri 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 
455348 Bacteria_16S 3558269 3558166 1 104 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 3559749 3559646 1 104 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 3561264 35611611 104 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 3562785 3562682 1 104 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
455348 Bacteria_16S 3564270 3564167 1 104 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 3565750 3565647 1 104 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 3567256 3567153 1 104 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 3568762 3568659 1 104 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

455348 Bacteria_16S 3623135 3623029 1 107 gi|219846490|ref|NR_026082.1| Mycobacterium avium 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, partial sequence 3622221 3623683 Mycobacterium 
avium subsp. paratuberculosis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

455348 Bacteria_16S 3626181 3626075 1 107 gi|219846488|ref|NR_026080.1| Mycobacterium szulgai 
strain ATCC 35799 16S ribosomal RNA, complete sequence 3625268 3626729 Mycobacterium szulgai 
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2 Clostridium irregulare Bacteria; 


Rickettsia canadensis 


1 Rickettsia canadensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

455348 Bacteria_16S 317157 317054 1 104 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

455348 Bacteria_16S 374530 374427 1 104 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

455348 Bacteria_16S 406811 406708 1 104 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 

455348 Bacteria_16S 409867 409764 1 104 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 436271 436168 1 104 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

455348 Bacteria_16S 505297 505194 3 106 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 


strain DV1140 16S ribosomal RNA, partial sequence 


Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

455348 Bacteria_16S 554038 553935 1 104 gi| 265678683 |ref|NR_028988.1 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto: 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 642017 641911 1 107 gi| 265678623 |ref|NR_028928.1 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Nesterenkonia. 

455348 Bacteria_16S 705304 705201 1 104 gi| 265678579 |ref|NR_028884.1 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Fried: 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 

455348 Bacteria_16S 708128 708025 1 104 gi|265678577|ref|NR_028882.1 
strain 216 16S ribosomal RNA, partial sequence 707255 70861 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionib 
Luteococcus. 

455348 Bacteria_16S 782294 782191 1 104 gi|265678524|ref|NR_028828.1 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Promicromonosporaceae; Xylanimonas. 

455348 Bacteria_16S 786861 786758 1 104 gi|265678521|ref|NR_028825.1 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 788395 788292 1 104 gi|265678520|ref|NR_028824.1 
strain M39 16S ribosomal RNA, partial sequence 787469 788962 Methylophaga 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylop 
455348 Bacteria_16S 834345 834242 1 104 gi|265678490|ref|NR_028793.1 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 


504361 50587 


subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 

Zymomonas. 

455348 Bacteria_16S 835847 835744 1 104 gi| 265678489 |ref|NR_028792.1 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomona 
Sphingomonadaceae; Zymomonas. 

455348 Bacteria_16S 1085919 1085816 1 104 gi|265678319|ref|NR_028621.1 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 10864 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
455348 Bacteria_16S 1101019 1100916 1 104 gi| 265678309 |ref|NR_028611.1 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 11015 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobac 
Rubrobacteraceae; Rubrobacter. 
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219857342 |ref 


ales; Streptomycineae; 
219857341|ref 
ales; Streptomycineae; 


219857276|ref 


219857136|ref 


NR_025425.1 
72026 1873490 Acinetobacter 
Acinetobact 
NR_025412.1 
1887472 18889 
Morax 
NR_025392.1 
1912872 1914310 Acine 
Moraxellaceae; 
NR_025389.1 
1915911 1917433 Thermosipho geolei Bacteria; 


NR_025294.1 
1 
tomycineae; 


sequence 2053442 20549 
Strep 


NR_025293.1 
20549 


NR_025223.1 
42 Porphyrobacter cryptus Bacteria; 
yrobacter. 


Strep 


NR_025155.1 
2247616 224914 
Strep 


NR_025077.1 
2356968 2358432 Propi 


Propionibacterineae 


NR_024956.1 
2513094 2514560 Xylani 


Propioniba 
NR_024930.1 
2551853 2553362 Strept 


NR_024929.1 
ence 2553413 2554923 Strept 


NR_024907.1 
2587275 258874 


Propioniba 
219857247 |ref|NR_024877.1 
equence 2625807 262727 


; Actinomycetales; Propion 


NR_024764.1 
2771601 2773083 Streptomyces 
Streptomycineae; 


7 


Streptomycineae; 


Acinetobacter parvus 
parvus Bacteria; 


er. 


Acinetobacter 


37 Acinetobacter 
ellaceae; 


Acinetobacter. 
Acinetobacter ursingii 


tobacter ursingii 
Acinetobacter. 


Thermosipho geolei 


Streptomyces 
9 Streptomyces 


Streptomyces 
0 2056387 Streptomyces 


Streptomycineae; 


hes 


t 


° 
i 


Porphyrobacter cryptus 


Rubrobacter 
6 Rubrobacter 


terineae; 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 
omycineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Str 


Str 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Friedmanniella 
3 Friedmanniella 
cterineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Friedmanniella 
9 Friedmanniella 
cterineae; 


Tessaracoccus 
1 Tessaracoccus 
ibacterineae; 


Streptomyces 


455348 Bacteria_ 
strain JCM 9920 1 


Nocardioidaceae; 


455348 Bacteria_ 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 
455348 Bacteria_ 


16S 2774052 2773949 1 104 gi 


16S 2775590 2775487 1 104 gi 


16S 2831309 2831206 1 104 gi 


; Streptomyces. 
16S 2832847 2832744 1 104 gi 
16S ribosomal RNA, partial sequence 
16S 2970252 2970149 1 104 gi 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 

16S 2979420 2979317 1 104 gi 
rain A1l484 16S ribosomal RNA, partial 
; Streptomyces. 

16S 3105011 3104908 1 


104 gi 


strain ATCC 25470 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 
455348 Bacteria_ 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
455348 Bacteria_ 


strain DSM 11140 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
455348 Bacteria_ 
griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 
455348 Bacteria_ 
strain NZ35 16S r 
Clost 


Firmicutes; 


455348 Bacteria_ 
sulfidovorans str 
sulfidovorans Bac 


Methylophaga. 


455348 Bacteria_ 
proteoclasticus s 
proteoclasticus B 
455348 Bacteria_ 
matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 
455348 Bacteria_ 
radioresistens DSM 6976 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
455348 Bacteria_ 
DSM 2403 16S ribosomal RNA, partial sequence 3438312 3439771 Aci 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
455348 Bacteria_16S 
strain DSM 6964 1 
G 


Proteobacteria; 


Acinetobacter. 


455348 Bacteria_16S 


baumannii strain 


baumannii Bacteri 
455348 Bacteria_16S 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 
455348 Bacteria_16S 


16S 3153151 3153048 1 104 gi 


16S 3226065 3225962 1 104 gi 
16S ribosomal RNA, partial sequence 32 


16S 3236736 3236633 1 104 
ain DSM 40004 16S ribosomal RNA, 


gi 


; Streptomyces. 
16S 3241274 32411711 104 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 
16S 3300323 3300220 1 


gi 
32 
Clostridiaceae; 

104 gi 


teria; Proteobacteria; 


16S 3365944 3365841 1 104 gi 


acteria; 
16S 


Firmicutes; Clostridia; 
3430716 3430600 1 117 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

16S 3437730 3437627 1 


104 gi 


16S 3439239 3439136 1 104 gi 


3440749 3440646 1 104 gi 


3442258 34421551 104 
in DSM 6962 16S ribosomal RNA, 
eria; Proteobacteria; 


gi 


3443768 3443665 1 
DSM 30007 16S ribosomal RNA, 


104 gi 
complete 


3448367 3448264 1 104 
DSM 40445 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

3451496 3451393 3 


gi 


’ 


106 gi 


Stre 


Stre 


n M338-M1 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


Stre 


AA-1042 16S ribosomal RNA, partial se 


cteria; Actinobacteria; Actinobacterid 


Stre 


compl 
teria; Actinobacteria; Actinobacterida 


ain RB-1 16S ribosomal RNA, partial se 
Gammaproteobact 


train DSM 12679 16S ribosomal RNA, parti 
Clost 


n CIP 81.82 16S ribosomal RNA, partial 


6S ribosomal RNA, partial sequence 3439822 344 
ammaproteobacteria; Pseudomonadales; Mor 
455348 Bacteria_16S 
haemolyticus stra 
haemolyticus Bact 


complet 
Gammaproteobacte 


a; Proteobacteria; Gammaproteobacteria; 


complete 


219857135 


6S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; 
455348 Bacteria_ 
strain JCM 4662 1 


pt 
219857133 


6S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 
455348 Bacteria_ 
kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 
455348 Bacteria_ 
strain IMC S-0802 
Actinobacteria; Actinobacteridae; Actinomycetales; 
455348 Bacteria_ 
antarctica strain 
antarctica Bacter 


pt 
219856903 
equence 


219856902 
28319 
pt 
219846944 
quence 

Ac 


219846937 
sequence 
ae; 
219846852 
31040 
pt 
219846820 


oc 
219846770 
25149 32266 
oc 
219846763 
ete sequen 
e; 


219846760 
40430 32418 
Thermobrac 
219846721 
quence 
eria; Thio 
219846673 
al seque 
ridiales; 

219846624 
sequence 

Actinomyc 


219846618 
ence 34368 
nadales; 
219846617 
ne 
axellace 
219846616 
12 
axellace 
219846615 
e sequence 
ria; Pseud 


219846614 
sequence 
; Pseudomo 
219846611 
sequence 
Actinomyce 


219846609 


omycinea 


omycinea 


Actinomyc 


omycinea 


tinomyce 


Actinomyce 


omycinea 


occineae 


Actinomycet 


Morax 


ref|NR_024763.1 
e; S 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomycet 
ref|NR_024724.1 

2830390 283187 
etales; 


ref |NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_026536.1 

2969338 297081 
tales; Propionib 


ref|NR_026529.1 
2978510 297999 
tales; Strep 


ref |NR_026444.1 
98 3105578 Strept 
e; Streptomyceta 
ref|NR_026412.1 
; In 
ref 


trasporangia 
NR_026362.1 


; Intrasporangia 
ref |NR_026355.1 
ce 3235806 323732 
ales; Strept 
ref |NR_026352.1 
hium. 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref 
nce 


NR_026265.1 
336503 
Clostridiaceae; 
ref|NR_026216.1 
3429781 343112 
etales; Coryneba 


ref|NR_026210.1 
03 3438261 Acinet 
ellaceae; Ac 
NR_026209.1 
cter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref|NR_026207.1 

3441331 344279 
omonadales; Mor 


ref 
toba 


ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026203.1 
3447437 344895 
tales; 


ref 


Streptomyces peucetius 


19 Streptomyces peucetius Bacteria; 
treptomyceta 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Friedmanniella 

0 Friedmanniella 

acterineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Janibacter limosus 


21 Janibacter limosus Bacteria; 
occineae; 


ceae; Janibacter. 
Streptomyces 

0 Streptomyces 
omycineae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Caloramator 

4 3366453 Caloramator 
Caloramator. 
Corynebacterium 

4 Corynebacterium 
cterineae; 


Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

r. 

Acinetobacter junii 
junii Bacteria; 

r. 
Acinetobacter 
0 Acinetobacter 


axellaceae; 


Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Streptomyces 

2 Streptomyces 


Streptomycineae; 


NR_026201.1 


Thermotoga elfii 


strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 3452089 Thermotoga elfii Bacteria; 


Thermotogae; 


Thermotogales; 


Thermotogaceae; Thermotoga. 


455348 Bacteria_16S 
strain DSM 20315 


3453068 3452965 1 


455348 Bacteria_16S 
strain NCTC 11636 


3481898 3481792 1 


455348 Bacteria_16S 3484913 3484810 1 


strain DSM 40089 


455348 Bacteria_16S 3486480 3486377 1 


bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


bikiniensis Bacte 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 3488046 3487943 1 
strain DSM 3133 1 


455348 Bacteria_16S 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 3552021 3551918 1 
strain IndiB4 16S 
Firmicutes; Clostridia; 
455348 Bacteria_16S 
paracochleata str 
paracochleata Bac 
Streptomycetaceae; Kitasatospora. 

455348 Bacteria_16S 3643111 3643008 1 


3491109 3491006 1 


Clostridiales; 
3641586 3641483 1 


mediocidica strain IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


mediocidica Bacte 
Streptomycetaceae; Kitasatospora. 

455348 Bacteria_16S 3644643 3644540 1 
strain OS-3256 16 


455348 Bacteria_16S 
aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spotted fever group. 

455348 Bacteria_16S 3781505 3781402 1 


3679785 3679682 1 


104 


107 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Ac 


104 


104 


104 


104 


DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


104 


ribosomal RNA, partial sequence 
Clostridiaceae; 


104 


ain M-13 16S ribosomal RNA, partial sequ 
teria; Actinobacteria; Actinobacteridae; 


104 


104 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104 


ain Mcl6 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacter 


104 


strain RB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 
455348 Bacteria_16S 
rhipicephali stra 


3846649 3846546 1 


Rickettsia; spotted fever group. 

455348 Bacteria_16S 3848139 3848036 1 
strain ATCC VR-61 
Bacteria; Proteob 
spotted fever group. 
455348 Bacteria_16S 
strain Mtul 16S r 


3849629 3849526 1 


fever group. 
455348 Bacteria_16S 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 3926050 3925947 1 


3924469 3924366 1 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobac 


Streptomycetaceae; Streptomyces. 
455348 Bacteria_16S 3927630 3927527 1 
acidiscabies stra 


Streptomycetaceae; Streptomyces. 
455348 Bacteria_16S 3929211 3929108 1 
strain RL-34 16S 


455348 Bacteria_16S 4043915 4043812 1 


in 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacte 


in RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 


104 


104 


1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Ricketts 


104 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


104 


ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacteridae; 


104 


104 


104 


ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


104 


complete s 


complete 


gi|219846608 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


gi|219846588 


gi|219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846585 
sequence 


gi 


gi|219846584 


6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


219846582 
sequence 
Ac 


gi 


gi|219846542 
Ca 
219846478 
ence 


gi 


219846477 
sequence 


gi 


gi|219846476 
3643713 36451 


gi|219846451 


ia; 


gi|219846376 
3780594 37820 


219846331 
equence 
ria; 


gi 


219846330 
38472 
les; Ric 


gi 
ia 
gi|219846329 
3848728 38501 


kettsiacea 


219846278 
lete seque 


gi 
comp 


219846277 
complete 


gi 
te 
219846276 


sequence 
Actinomy 


gi 


gi| 219846275 
3928271 39298 
Streptomycinea 


occineae; 


34809 


Streptomycineae; 


Actinomyc 


occineae; 


tinomycetale 


3551089 35526 


loramato 


Actinomycet 


Actinomyc 


Streptomycineae; 


Ricketts 


Rickettsi 


Actinomycet 


ridae; Actinomycetales; 


ref|NR_026200.1 


ref|NR_026180.1 
tinomycetac 
ref|NR_026178.1 
99 Streptomyces 
Streptomycet 
ref|NR_026177.1 

3485550 34870 
etales; 


ref|NR_026176.1 


Cellulomo 


ref|NR_026134.1 
ty 
ref|NR_026070.1 
3640656 364213 
ales; 


ref|NR_026069.1 
3642181 364366 
etales; 


ref|NR_026068.1 
93 Kitasatospora 
Streptomycet 
ref |NR_026042.1 

3678896 368032 
iales; 


ref|NR_025967.1 


Rickettsieae; 
ref|NR_025921.1 

3845748 384718 
ales; 


ref |NR_025920.1 


kettsiaceae; Ric 


ref|NR_025919.1 
e; Rickettsieae; 


ref 
nce 


NR_025868.1 

392352 
ales; Strept 
ref |NR_025867.1 
sequence 392511 


ref|NR_025866.1 
3926691 392822 
cetales; Strepto 


ref|NR_025865.1 
00 Streptomyces 
e; Streptomyceta 


gi|219846191 


stackebrandtii strain K22-03 16S ribosomal RNA, partial sequence 


stackebrandtii Bacteria; Firmicutes; 


Bacillales; 


Planococcaceae; 


e 


6 
Streptomycineae; 


Rickettsiaceae; 


Rickettsiaceae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
Micrococcaceae; 


Micrococcus. 
Actinomyces howellii 


66 3482380 Actinomyces howellii Bacteria; 


ae; Actinomyces. 
Streptomyces galbus 


galbus Bacteria; 
aceae; 


Streptomyces. 
Streptomyces 
6 Streptomyces 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
nadac 


eae; Actinotalea. 
Streptomyces 
3 Streptomyces 


Streptomycineae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Kitasatospora 
0 Kitasatospora 


Streptomycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 


aceae; Kitasatospora. 


Rickettsia 
3 Rickettsia 
Rickettsieae; 


Rickettsia honei 


84 Rickettsia honei Bacteria; 
kettsiaceae; 


Rickettsia; spotted 


Rickettsia 
7 Rickettsia 


Rickettsieae; 


Rickettsia montanensis 


38 3848677 Rickettsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 


ref|NR_025781.1 
4042976 404443 
Planococcus. 


Planococcus 
9 Planococcus 


455348 Bacteria_16S 4058904 4058801 1 104 gi|219846181|ref|NR_025771.1] Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

455348 Bacteria_16S 4072478 4072375 1 104 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

455348 Bacteria_16S 4084783 4084677 1 107 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
455348 Bacteria_16S 4148641 4148538 1 104 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
strain M55 16S ribosomal RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

455348 Bacteria_16S 4183899 4183796 1 104 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
455348 Bacteria_16S 4201962 4201859 1 104 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 4203460 4203357 1 104 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
455348 Bacteria_16S 4238397 4238294 1 104 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
455348 Bacteria_16S 20567 20461 1 107 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

455348 Bacteria_16S 26678 26576 1 103 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 43210 43104 t 107 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

455348 Bacteria_16S 49294 49188 1 107 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856  Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
455348 Bacteria_16S 76551 76436 1 114 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

455348 Bacteria_16S 85496 85390 1 107 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
455348 Bacteria_16S 
chartatabidum str 
chartatabidum Bac 
455348 Bacteria_16S 
beijerinckii stra 
beijerinckii Bacteria; 
455348 Bacteria_16S 
limnophilus strai 
limnophilus Bacte 
Planctomyces. 
455348 Bacteria_16S 
strain C4D1M 16S 
Proteobacteria; B 
455348 Bacteria_16S 
phenazinium strai 
Bacteria; Proteob 
455348 Bacteria_16S 
strain P 1-22-1 1 
Proteobacteria; B 
455348 Bacteria_16S 
xenovorans strain 
Bacteria; Proteob 
455348 Bacteria_16S 


teria; 


Streptosporangineae; Nocardiopsaceae; 


198311 198209 1 


ain 163 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
210837 210735 1 


in McCoyA 67 16S ribosomal RNA, partia 
Clostridia; 


Firmicutes; 
218547 218441 1 


n Mu 290 16S ribosomal RNA, 
ria; Planctomycetes; Planctomycetacia; 


235146 235040 1 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


236782 236676 1 


n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


238364 238258 1 


6S ribosomal RNA, partial sequence 237457 23896 
etaproteobacteria; Burkholderiales; Bu 


256629 256523 1 


LB400 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


273120 273034 1 


CFN 42 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


Nocardiops 


103 265678931 


gi 


Clostri 
gi 


diales; Cl 
265678922 
1 sequence 
iales; Clo 
265678917 
equence 

Planctomy 


103 


Clostrid 
107 gi 
complete s 


107 gi| 265678905 
234235 23583 
rkholderia 
265678904 
nce 23588 
riales; Bu 
265678903 


107 gi 


107 gi 
rkholderia 
265678891 
ence 25570 
riales; Bu 


107 gi 


is. 
ref |NR_029239.1 

197405 198934 
ostridiaceae; Cl 
ref |NR_029230.1 

209908 211410 
stridiaceae; Clo 
ref |NR_029225.1 
17606 219133 
cetales; Plancto 


ND 


ref|NR_029213.1 
4 Burkholderia 
ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref|NR_029211.1 


ceae; Burkholder 
ref |NR_029199.1 
3 257168 Burkho 
rkholderiaceae; 


86 gi| 265678878 


272240 273697 Rhizobium etli Bacteria; 


Clostridium 
Clostridium 
ostridium. 
Clostridium 
Clostridium 
stridium. 
Planctomyces 
Planctomyces 
mycetaceae; 


Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 

lderia phenazinium 
Burkholderia. 
Burkholderia glumae 


6 Burkholderia glumae Bacteria; 


ia. 

Burkholderia 
lderia xenovorans 
Burkholderia. 


ref|NR_029184.1 


Rhizobium etli strain 
Proteobacteria; 


455348 Bacteria_ 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Ac 


Brevibacterium. 
455348 Bacteria_ 


strain R 8118 16S 
B 


Proteobacteria; 
455348 Bacteria_ 
strain R9242 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


455348 Bacteria_ 


strain Ppe8 16S r 
B 


Proteobacteria; 
455348 Bacteria_ 


strain CK55 16S r 
Clost 


Firmicutes; 
455348 Bacteria_ 


respiraculi strai 
respiraculi Bacte 


455348 Bacteria_ 


naphthalenovorans 
naphthalenovorans 


455348 Bacteria_ 


taiwanensis strai 
taiwanensis Bacte 


455348 Bacteria_ 


strain N-1 16S ri 


16S 420725 420619 1 107 


gi 


16S 468323 468217 1 107 
ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Bu 

16S 569322 569216 1 107 gi 


ribosomal RNA, partial sequence 


gi 


16S 588833 588727 1 107 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
16S 652600 652498 1 103 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 757746 757640 1 107 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
16S 797576 797490 1 87 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
16S 823571 823465 1 107 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
16S 873744 873638 1 107 gi 
bosomal RNA, partial sequence 


gi 


467397 46889 
rkholderia 


568394 56988 
nomycineae 


587905 58931 
rkholderia 


651676 65311 


872811 87416 


265678774 
sequence 


265678739 


265678673 


265678660 


265678615 


tinomyceta 


ref 
4 
les; 


NR_029079.1 
19777 421277 
Micrococci 


ref|NR_029044.1 
3 Burkholderia 
ceae; Burkholde 
ref |NR_028978.1 
1 Actinobaculum 
; Actinomycetac 
ref|NR_028965.1 
0 Burkholderia 
ceae; Burkholde 
ref |NR_028920.1 
2 Clostridium u 


n 


e 


Brevibacterium 
Brevibacterium 
eae; Brevibacteriaceae; 


Burkholderia terricola 


terricola Bacteria; 
r 


ia. 
Actinobaculum urinale 
urinale Bacteria; 
ae; Actinobaculum. 
Burkholderia tropica 


tropica Bacteria; 
xr 


ia. 
Clostridium uliginosum 


liginosum Bacteria; 


Clostridium. 

265678541|ref|NR_028845.1| Cupriavidus 
quence 756798 758254 Cupriavidus 

a; Burkholderiales; Burkholderiaceae; Cupriavidus. 
265678514|ref|NR_028817.1| Paenibacillus 

al sequence 796606 798156 Paenibacillus 
nibacillaceae; Paenibacillus. 
265678497|ref|NR_028800.1| Cupriavidus 

sequence 822620 824161 Cupriavidus 
a; Burkholderiales; Burkholderiaceae; Cupriavidus. 
265678463|ref|NR_028766.1| Cupriavidus necator 


6 Cupriavidus necator Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

455348 Bacteria_16S 875096 874990 1 107 gi|265678462|ref|NR_028765.1| Streptosporangium 
subroseum strain CY-7113 16S ribosomal RNA, partial sequence 874217 875635 Streptosporangium 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

455348 Bacteria_16S 882561 882455 1 107 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

455348 Bacteria_16S 893179 893073 1 107 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

455348 Bacteria_16S 894714 894608 1 107 gi|265678448|ref|NR_028750.1| Pandoraea pulmonicola 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

455348 Bacteria_16S 899403 899317 1 87 gi| 265678445 |ref|NR_028747.1| Paenibacillus 
koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenibacillus koreensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

455348 Bacteria_16S 1099554 1099448 1 107 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

455348 Bacteria_16S 1108672 1108566 1 107 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

455348 Bacteria_16S 1131361 1131255 1 107 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
455348 Bacteria_16S 1132892 1132786 1 107 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

455348 Bacteria_16S 1298840 1298734 1 107 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 1297919 1299312 Brevibacterium avium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
455348 Bacteria_16S 1334078 1333972 1 107 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

455348 Bacteria_16S 1346296 1346202 13 107 gi|228720938|ref|NR_027599.1| Brachybacterium 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 


Brachybacterium. 


455348 Bacteria_16S 


cellulovorans strain 743B 16S ribosomal RNA, partial sequence 
B Bacteria; 


cellulovorans 743 
455348 Bacteria_16S 


thailandensis strain E264 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


thailandensis E26 
Burkholderia; 


455348 Bacteria_16S 1373494 1373388 1 107 gi| 228717983 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 13740 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
455348 Bacteria_16S 1387080 1386974 1 107 gi| 228716754 
strain STM815 16S ribosomal RNA, partial sequence 1386182 13876 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
455348 Bacteria_16S 1388595 1388489 1 107 gi| 228716720 
strain STM678 16S ribosomal RNA, partial sequence 1387667 13891 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
455348 Bacteria_16S 1473342 1473236 1 107 gi|224581402 
AMMD 16S ribosomal RNA, partial sequence 1472412 1473865 Burkh 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
complex. 

455348 Bacteria_16S 1508118 1508012 1 107 gi| 219846303 
subsp. elongata strain ATCC 25295 16S ribosomal RNA, complete seq 
elongata subsp. elongata Bacteria; Proteobacteria; Betaproteobact 
Neisseria. 

455348 Bacteria_16S 1527736 1527630 1 107 gi| 219857435 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 15282 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

455348 Bacteria_16S 1530748 1530642 1 107 gi| 219857433 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 

oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinomadura. 

455348 Bacteria_16S 1533846 15337401 107 gi| 219857425 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 


cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; 
Burkholderia cepacia complex. 


Burkholderia; 
455348 Bacteria_16S 
strain JCM 3325 1 


Actinomadura. 
455348 Bacteria_16S 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


picturae Bacteria; 
Brevibacterium. 
455348 Bacteria_16S 


antarcticus strain EL-88 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; 


Roseisalinus. 
455348 Bacteria_16S 
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455348 Bacteria_16S 
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Brachybacterium. 
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S; 
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ceae; 


ceae; 
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NR_027589.1 
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NR_027587.1 
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NR_027555.1 
lderiaceae; 


NR_027554.1 
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NR_025893.1 
150715 
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0 


Ss; 
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2 
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NR_025614.1 
6 
Micrococcin 


NR_025608.1 
4 
Rhodo 


NR_025589.1 
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NR_025542.1 
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porangineae; 
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NR_025504.1 
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NR_025503.1 
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3 Micrococci 
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Burkho 


Clostridium 
9 Clostridium 
Clostridium. 
Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Burkholderia unamae 


50 Burkholderia unamae MTI-641 Bacteria; 
Burkholderia. 


Burkholderia phymatum 


16 Burkholderia phymatum STM815 
rkho 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Neisseria elongata 
8 1508633 Neisseria 


es; Neisseriaceae; 


Actinomadura yumaensis 


yumaensis Bacteria; 
Thermomonosporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Burkholderia 
2 Burkholderia 


lderiaceae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Roseisalinus 
3 Roseisalinus 


bacteraceae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 
Clostridium. 


Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


NR_025502.1 
176264 


Brachybacterium 
5 1764116 Brachybacterium 


paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; Brachybacterium. 

455348 Bacteria_16S 1877437 1877331 1 107 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

455348 Bacteria_16S 1923029 1922923 1 107 gi|219878246|ref|NR_025385.1]| Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

455348 Bacteria_16S 2035672 2035566 1 107 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

455348 Bacteria_16S 2078727 2078622 1 107 gi|219878137|ref|NR_025276.1| Propionibacterium 
granulosum strain DSM 20700 16S ribosomal RNA, partial sequence 2077807 2079320 Propionibacterium 
granulosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

455348 Bacteria_16S 2080286 2080181 1 107 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

455348 Bacteria_16S 2081838 2081733 1 107 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

455348 Bacteria_16S 2122885 2122779 1 107 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

455348 Bacteria_16S 2274754 2274648 1 107 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

455348 Bacteria_16S 2276288 2276182 1 107 gi|219857549|ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

455348 Bacteria_16S 2330644 2330538 1 107 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
455348 Bacteria_16S 2333717 23336111 107 gi|219857507|ref|NR_025095.1 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 233429 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Nocardiopsaceae; Nocardiopsis. 

455348 Bacteria_16S 2385177 2385071 1 107 gi|219857470|ref|NR_025058.1 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
455348 Bacteria_16S 2386701 2386595 1 107 gi| 219857469 |ref|NR_025057.1 
caledonica strain LMG 19076 16S ribosomal RNA, partial sequence 2385781 238725 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkhol 
455348 Bacteria_16S 2401841 2401735 1 107 gi| 219857459 |ref|NR_025047.1 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 240237 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 

455348 Bacteria_16S 2432338 2432252 1 87 gi|219857436|ref|NR_025024.1 
chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

455348 Bacteria_16S 2530661 2530559 1 103 gi|219857357|ref|NR_024945.1 


strain DSM 12272 
Firmicutes; 


strain LMG 3413 1 
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nitrophenolicus s 


nitrophenolicus B 


Nocardioidaceae; 
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455348 Bacteria_16S 
strain Al-3 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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gi 


fe} 
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da 
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ceae; Cupriavidu 
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omycetales; Prop 
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sequence 
e; Actin 
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2692168 269363 
ales; Streptospo 


ence 
inomycet 


, 


t 


ref|NR_024783.1 
84 Arthrobacter 
occineae; 


c 3 Micrococcacea 


ia. 
Nocardiopsis 

9 Nocardiopsis 

osporangineae; 


Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Paenibacillus 
acillus chinjuensis 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 
Nocardioides 
3 Nocardioides 
ionibacterineae; 


Planotetraspora 
9 Planotetraspora 


rangineae; 


Arthrobacter russicus 


russicus Bacteria; 
e: 


Arthrobacter. 


v 


ref |NR_024780.1 
2750506 275194 


Microtetraspora 
9 Microtetraspora 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Microtetraspora. 


455348 Bacteria_ 


sphaerica strain 


sphaerica Bacteri 
Streptosporangiaceae; 
455348 Bacteria_ 
strain JCM 9373 1 


Planomonospora. 


455348 Bacteria_16S 


strain IFO 16295 


Planobispora. 


455348 Bacteria_16S 
parontospora subsp. 
Planomonospora parontospora subsp. 


Actinomycetales; 


455348 Bacteria_16S 
kururiensis strain KP23 16S ribosomal RNA, partial sequen 


Bacteria; 


455348 Bacteria_16S 


16S 2752906 2752800 1 107 gi 


Planomonospora. 


16S 2754402 2754296 1 107 gi 


2770977 2770872 1 107 gi 


2820733 2820627 1 107 gi 


6S ribosomal RNA, partial sequence 2753496 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ne 


219857151 
JCM 9374 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycetales; 


219857150 
549 
Streptosporangineae; 


219857137 
16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
455348 Bacteria_16S 
strain JCM 3166 1 


antibiotica Bacteria; Actinobacteria; 


bacterineae; 
219856910 
6S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


ref |NR_024779.1 
2752000 275344 


Planomonospora 
5 Planomonospora 
Streptosporangineae; 
ref|NR_024778.1| Planomonospora alba 
39 Planomonospora alba Bacteria; 
Streptosporangiaceae; 


ref|NR_024765.1| Rhodococcus jostii 
50 Rhodococcus jostii Bacteria; 
Nocardiaceae; Rhodococcus. 
ref|NR_024731.1| Planobispora rosea 
70 Planobispora rosea Bacteria; 


Streptosporangineae; Streptosporangiaceae; 
2822227 28221211 107 gi|219856909|ref|NR_024730.1| Planomonospora 
antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 


Actinobacteridae; 


Streptosporangineae; Streptosporangiaceae; Planomonospora. 
2835935 2835829 1 107 gi|219856900|ref|NR_024721.1| Burkholderia 
ce 2834992 2836452 Burkholderia kururiensis 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
2976399 2976313 1 87 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 


Firmicutes; 


455348 Bacteria_16S 


Clostridia; 


Clostridiales; cl 


3011312 3011202 1 


Clostridiaceae; 
111 gi 


multiseptatus strain AA826 16S ribosomal RNA, partial sequence 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; 


Geodermatophilaceae; 
455348 Bacteria_16S 
strain DS1 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


455348 Bacteria_16S 


Modestobacter. 


3035611 3035509 1 103 


gi 


Clostridiales; cl 


3044748 3044642 1 


Clostridiaceae; 
107 gi 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequ 


faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 


Rarobacteraceae; 


455348 Bacteria_16S 


strain M408/89/1 


Rarobacter. 


3201980 3201875 1 106 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


Corynebacterium. 


455348 Bacteria _1 


strain NCTC 9810 
Firmicutes; 


455348 Bacteria_1 


strain DSM 10022 
Firmicutes; 


strain DSM 10020 
Firmicutes; 
Firmicutes; 
strain DSM 43311 


Microtetraspora. 


455348 Bacteria_16S 


strain DSM 43764 


Actinomadura. 


455348 Bacteria_16S 


strain DSM 43067 


Actinomadura. 


455348 Bacteria_16S 
lucentensis strai 
lucentensis Bacte 


Nocardiopsaceae; 


455348 Bacteria_16S 


Clost 
455348 Bacteria_16S 
strain WV6 16S ri 
Clost 
455348 Bacteria_16S 


6S 3229112 3229026 1 87 gi 


Clostridiales Fami 
87 gi 


Clostridiales; 
6S 3230571 3230485 1 
Clostridiales Fami 

87 gi 


Clostridiales; 


6S 3232098 3232012 1 


ridia; Clostridiales; cl 


3251780 3251674 1 


Clostridiaceae; 

107 gi 
Strept 
3253284 3253178 1 107 gi 
Strept 
3254782 3254676 1 


107 gi 


ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


219846899 
3034695 30361 


ence 


219846787 
16S ribosomal RNA, partial sequence 3201064 32024 


219846768 
16S ribosomal RNA, partial sequence 3228194 32296 
Clostridia; 


ly XI. 


ly XI. 


219846752 
16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846751 
16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Strept 
3256288 3256182 1 107 gi| 219846750 
n DSM 44048 16S ribosomal RNA, partial sequence 


Actinomycetales; 


3257801 3257695 1 107 gi 


219846749 


ostridium. 
219846916 


Actinomycetales; 


ostridium. 
219846892 


Actinomycetales; 


bacterineae; 


Incertae Sedis; 
219846767 
16S ribosomal RNA, partial sequence 3229651 32311 
Clostridia; 
455348 Bacteria_1 


Incertae Sedis; 
219846766 
16S ribosomal RNA, partial sequence 3231181 32326 


ostridium. 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 


Actinobacteria; Actinobacteridae; Actinomycetales; osporangineae; 


osporangineae; 


osporangineae; 


ref|NR_026508.1|] Modestobacter 
3010413 3011894 Modestobacter 
Frankineae; 


ref|NR_026491.1| Clostridium disporicum 
66 Clostridium disporicum Bacteria; 


ref|NR_026484.1]| Rarobacter 
3043846 3045309 Rarobacter 
Micrococcineae; 


ref |NR_026379.1| Corynebacterium phocae 
50 Corynebacterium phocae Bacteria; 
Corynebacteriaceae; 


ref|NR_026360.1 
00 Anaerococcus 


Anaerococcus octavius 
octavius Bacteria; 
Anaerococcus. 
ref|NR_026359.1| Peptoniphilus ivorii 
30 Peptoniphilus ivorii Bacteria; 
Peptoniphilus. 
ref|NR_026358.1| Peptoniphilus harei 
56 Peptoniphilus harei Bacteria; 


ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 
3248896 3248794 1 103 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
bosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 


ref|NR_026345.1| Microtetraspora glauca 
28 Microtetraspora glauca Bacteria; 
Streptosporangiaceae; 


ref|NR_026344.1| Actinomadura kijaniata 
26 Actinomadura kijaniata Bacteria; 
Thermomonosporaceae; 


ref |NR_026343.1| Actinomadura madurae 
21 Actinomadura madurae Bacteria; 
Thermomonosporaceae; 


ref |NR_026342.1| Nocardiopsis 
3255372 3256832 Nocardiopsis 
Streptosporangineae; 


ref|NR_026341.1| Nocardiopsis listeri 


strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis listeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


455348 Bacteria_16S 
strain DSM 43377 
Actinobacteria; Actinobacteridae; Actinomycetales; 
455348 Bacteria_16S 3260823 3260717 1 107 
dassonvillei subsp. 
Nocardiopsis dassonvillei subsp. 
Actinomycetales; 
455348 Bacteria_16S 3265341 3265239 1 
DSM 10228 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
455348 Bacteria_16S 3359744 3359650 13 
alimentarium stra 


3259313 3259207 1 107 


103 


107 


Dermabacteraceae; Brachybacterium. 


455348 Bacteria_16S 3367404 3367298 1 107 


longisporum strain DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


longisporum Bacte 
Streptosporangiaceae; 
455348 Bacteria_16S 

claviforme strain 
claviforme Bacter 
Streptosporangiaceae; 
455348 Bacteria_16S 


Streptosporangium. 


3368904 3368798 1 107 


Streptosporangium. 


3370400 3370294 1 107 


carneum strain DSM 44125 16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; Act 


carneum Bacteria; 
Streptosporangiaceae; 
455348 Bacteria_16S 
album strain DSM 
Bacteria; Actinob 
Streptosporangium. 
455348 Bacteria_16S 
strain DSM 2062 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
455348 Bacteria_16S 3424788 3424707 1 83 
carrageenovora st 


Streptosporangium. 
3371899 3371793 1 


107 


3394589 3394483 1 107 


albirubida strain DSM 40465 16S ribos 


in CNRZ 925 16S ribosomal RNA, partial 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; 


DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


43023 16S ribosomal RNA, partial sequenc 


acteria; Actinobacteridae; Actinomycet 


rain ATCC 12662 16S ribosomal RNA, parti 


gi|219846748 


16S ribosomal RNA, partial sequence 3258396 32598 
Streptosporang 


gi| 219846747 


gi|219846744 


3264433 32658 
Clostridiaceae; 


cl 
219846677 
sequence 


gi 


219846672 
sequence 


gi 


219846671 
sequence 
Ac 


gi 


219846670 
nce 


gi 


219846669 
e 
es; 


gi 
al 


gi| 219846649 


6S ribosomal RNA, partial sequence 3393663 33951 


Microc 
gi|219846628 


omal RNA, 


Nocardiops 


Actinomyceta 


Actinomyc 


tinomycetale 


inomycetal 


33709 


ref|NR_026340.1 


ref |NR_026339.1 


is. 


ref |NR_026336.1 


ref |NR_026269.1 
3358821 336033 
les; 


ref|NR_026264.1 
3366504 336795 
etales; Streptos 


ref|NR_026263.1 
3368004 336944 
s; Streptosp 


ref|NR_026262.1 
3369499 337094 
es; Streptospora 


ref|NR_026261.1 
99 3372445 Strept 


partial sequen 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangineae; Nocardiopsaceae; 


Nocardiopsis alba 


56 Nocardiopsis alba Bacteria; 
ineae; Nocardiop 


Nocardiopsis 
ce 


Brachybacterium 
2 Brachybacterium 


Micrococcineae; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 


saceae; Nocardiopsis. 
3259907 3261367 
Clostridium vincentii 


96 Clostridium vincentii Bacteria; 
ostridium. 


Streptos 


occineae; Br 


al sequence 


porangineae; Streptosporangiaceae; 

ref|NR_026241.1| Brevibacterium iodinum 

47 Brevibacterium iodinum Bacteria; 

evibacteriaceae; Brevibacterium. 

NR_026220.1| Pseudoalteromonas 
3423861 3425283 


ref 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonadaceae; Pseudoalteromonas. 
455348 Bacteria_16S 3501574 3501472 1 
strain DSM 1785 1 
Firmicutes; Clostridia; Clostridiales; 
455348 Bacteria_16S 3503015 3502909 1 
strain DSM 20425 
Actinobacteria; Actinobacteridae; Actinomycetales; 
455348 Bacteria_16S 3733664 3733558 1 107 
atramentaria stra 


103 


107 


in SF2197 16S ribosomal RNA, partial s 


gi| 219846575 


6S ribosomal RNA, partial sequence 3500724 35020 
Clostridiaceae; 


cl 


gi|219846574 


16S ribosomal RNA, partial sequence 3502100 35035 


Microc 
gi|219846412 
equence 


ostridium. 


occineae; 


ref|NR_026167.1| Clostridium celatum 
49 Clostridium celatum Bacteria; 


ref|NR_026166.1| Brevibacterium linens 
72 Brevibacterium linens Bacteria; 
Brevibacteriaceae; Brevibacterium. 
ref|NR_026003.1| Actinomadura 

3732782 3734190 Actinomadura 


atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

455348 Bacteria_16S 3735119 3735013 1 107 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

455348 Bacteria_16S 3740969 3740863 1 107 gi| 219846407 |ref|NR_025998.1| Microtetraspora 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microtetraspora niveoalba 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

455348 Bacteria_16S 3742433 37423271 107 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 


strain T/457 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
Microtetraspora. 
455348 Bacteria_16S 
strain ROO1 16S r 
Proteobacteria; 
455348 Bacteria_16S 3835977 3835878 1 101 
strain C-1 16S ribosomal RNA, partial sequence 

Proteobacteria; 
455348 Bacteria_16S 


3770904 3770798 1 107 
ibosomal RNA, partial sequence 


3887987 3887881 1 107 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteri 


stercoraria Bacte 
455348 Bacteria_16S 


3901700 3901594 1 107 


Betaproteobacteria; Burkholderiales; Bu 


Gammaproteobacteria; Oceanospirillales; 


3741557 37429 


Streptosporang 


gi| 219846384 
3769978 37714 


gi| 219846338 
3835060 38365 
gi| 219846304 


a; Neisser 
219846294 


gi 


rkholderiaceae; 


Halomonadaceae; 


partial sequen 


69 Microtetraspora fusca Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
Ralstonia. 
ref|NR_025928.1| Halomonas halodurans 
33 Halomonas halodurans Bacteria; 
Halomonas. 
NR_025894.1| Vitreoscilla 

ce 3887024 3888512 Vitreoscilla 
Ss; Neisseriaceae; Vitreoscilla. 
NR_025884.1| Herbidospora cretacea 


ref 


iale 
ref 


strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Herbidospora. 


Streptosporang 


ineae; Streptosporangiaceae; 


455348 Bacteria_ 


strain NRRL B-163 
Bacteria; Actinob 


455348 Bacteria_ 


strain NRRL B-161 
Bacteria; Actinob 


455348 Bacteria_ 


lechevalierae str 
lechevalierae Bac 


Glycomycetaceae; 
455348 Bacteria_ 


strain JC2056 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


455348 Bacteria_ 
strain YIM 90010 


455348 Bacteria_ 


permense strain V. 
permense Bacteria 


Brevibacterium. 


455348 Bacteria_16S 


strain KMM 3637 1 


16S 4031787 4031681 1 107 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
16S 4033337 40332311 107 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


16S 4034891 4034785 1 107 gi 


teria; Actinobacteria; Actinobacterida 
Glycomyces. 

16S 4049981 4049875 1 107 
ribosomal RNA, partial sequence 


gi 


16S 4061882 40617761 107 gi 


Stre 
16S 4113337 41132311 107 gi 


KM Ac-2280 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Ac 


’ 


4120890 4120784 1 107 gi 


ain NRRL B-16149 16S ribosomal RNA, pa 


4049074 40 


16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 


6S ribosomal RNA, partial sequence 4119951 41214 


219846202 
40308 
ales; Glyc 
219846201 
40324 
ales; Glyc 
219846200 
rtial sequ 
e; 


219846187 
504 
ionibacter 
219846178 
624 
ptosporang 
219846142 
sequence 
tinomyceta 


219846137 


ref 


omyc 


ref 


01 4033899 Glyco 
omyc 


ref 


ence 
Actinomycet 


ref 


53 Nocardioides 
inea 


ref 


36 Nocardiopsis 
inea 


ref 
4 


les; 


ref 


NR_025792.1 


ineae; 
NR_025791.1 


ineae; Glyc 
NR_025790.1 

40339 
ales; Glyco 
NR_025777.1 


e; Nocardio 
NR_025768.1 


e; Nocardio 
NR_025732.1 
112427 41138 
Micrococci 


NR_025727.1 


5 
mycineae; 


i 


Pp 


8 
n 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 
Glyco. 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


myces arizonensis 
fo) 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


Nocardioides aestuarii 

aestuarii Bacteria; 

daceae; Nocardioides. 
Nocardiopsis salina 

salina Bacteria; 

saceae; Nocardiopsis. 
Brevibacterium 

5 Brevibacterium 

eae; Brevibacteriaceae; 


Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
455348 Bacteria_16S 4198994 4198908 1 87 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

455348 Bacteria_16S 28141 28060 1 82 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

455348 Bacteria_16S 88465 88384 A 82 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
455348 Bacteria_16S 264140 264059 1 82 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
455348 Bacteria_16S 294449 294336 1 114 gi|265678864|ref|NR_029170.1| Prosthecochloris 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 

455348 Bacteria_16S 306555 306450 1 106 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 


strain Illinois 1 


6S ribosomal RNA, partial sequence 305640 30713 


7 Neorickettsia 


risticii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 

455348 Bacteria_16S 425424 425343 1 82 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

455348 Bacteria_16S 443956 443875 1 82 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
455348 Bacteria_16S 520468 520387 1 82 gi|265678705|ref|NR_029010.1| Flavobacterium 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavobacterium micromati 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

455348 Bacteria_16S 602288 602207 1 82 gi|265678651|ref|NR_028956.1| Gelidibacter 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidibacter mesophilus 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

455348 Bacteria_16S 800702 800621 1 82 gi|265678512|ref|NR_028815.1| Kaistella koreensis 
strain Chj707 16S ribosomal RNA, partial sequence 799765 801236 Kaistella koreensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Kaistella. 

455348 Bacteria_16S 864645 864564 1 82 gi|265678469|ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
455348 Bacteria_16S 970468 970387 1 82 gi|265678397|ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

455348 Bacteria_16S 1028561 1028480 1 82 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

455348 Bacteria_16S 1072594 1072513 1 82 gi|265678329|ref|NR_028631.1| Vitellibacter 
vladivostokensis strain KMM 3516 16S ribosomal RNA, partial sequence 1071687 1073086 Vitellibacter 
vladivostokensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Vitellibacter. 

455348 Bacteria_16S 1167660 1167579 1 82 gi|228719858|ref|NR_027586.1| Psychroflexus torquis 


ATCC 700755 16S r 
Bacteria; Bactero 


ibosomal RNA, partial sequence 


idetes; Flavobacteria; Flavobacteriale 


S; 


1166738 1168192 Psychroflexus torquis ATCC 700755 


Flavobacteriaceae; Psychroflexus. 


455348 Bacteria_ 


ochracea DSM 7271 
Ba 


7271 Bacteria; 
455348 Bacteria_ 


DSM 15641 16S rib 


16S 1173840 1173759 1 82 gi 
16S ribosomal RNA, partial sequence 

cteroidetes; Flavobacteria; Flavobacte 

16S 1208637 1208534 1 104 gi 


osomal RNA, partial sequence 


228719222 


riales; 
228715352 
1207714 12091 


ref|NR_027581.1 
00 1174354 Capno 
avobacteriaceae 
ref|NR_027524.1 


11729 
Fl 


Cc 
i 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

455348 Bacteria_16S 1291366 1291251 1 116 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

455348 Bacteria_16S 1317158 1317049 2 PLE gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

455348 Bacteria_16S 1337082 1336997 1 86 gi|228721486|ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

455348 Bacteria_16S 1352390 1352306 1 86 gi|228720499|ref|NR_027593.1| Roseobacter litoralis 
Och 149 16S ribosomal RNA, partial sequence 1351515 1352883 Roseobacter litoralis Och 149 Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseobacter. 

455348 Bacteria_16S 1371962 1371849 1 114 gi|228718145|ref|NR_027571.1| Lentisphaera araneosa 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial sequence 1371035 1372512 Lentisphaera araneosa 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lentisphaeraceae; Lentisphaera. 

455348 Bacteria_16S 1447874 14477611 114 gi| 224581422 |ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

455348 Bacteria_16S 1464344 14642311 114 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

455348 Bacteria_16S 2034120 2034014 1 107 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

455348 Bacteria_16S 2063388 2063307 1 82 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

455348 Bacteria_16S 2064911 2064830 1 82 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

455348 Bacteria_16S 2097076 2096995 1 82 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

455348 Bacteria_16S 2107662 2107559 1 104 gi|219878115|ref|NR_025254.1| Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

455348 Bacteria_16S 2166696 2166615 4 85 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 


chloroethenivoran 
Pseudonocardiacea 


455348 Bacteria_16S 


omnivorum strain 
omnivorum Bacteri 


455348 Bacteria_16S 


xinjiangense stra 
xinjiangense Bact 


455348 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


455348 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


455348 Bacteria_16S 


strain SEBR 4211 
Firmicutes; Clost 


455348 Bacteria_16S 


strain hl 16S rib 
Proteobacteria; A 


455348 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 

2180340 2180259 1 
AS 1.2747 16S ribosomal RNA, partial s 
a; Bacteroidetes; Flavobacteria; Flavo 
2181856 2181775 1 82 gi 
in AS 1.2749 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 
2430799 2430718 1 82 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2435382 2435297 1 86 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2616003 2615918 1 86 gi 


er 


82 gi 
eq 
ba 


1 
av 


qu 
di 


qu 
di 


Clostridiales Fami 


86 gi 


ridia; Clostridiales; 
2631327 2631242 1 
osomal RNA, partial sequence 


lphaproteobacteria; Rhodobacterales; Rho 


219857613 


219857612 


219857437 


219857431 


219857255 


16S ribosomal RNA, partial sequence 2615060 26165 


219857238 
2630432 26317 


idae; Actinomycetales; P 


ref|NR_025202.1 

2179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 
ales; Flavobacte 
ref|NR_025025.1 

2429869 243135 
minococcaceae; P 
ref|NR_025019.1 

2434473 243595 
ostridiaceae; Cl 
ref |NR_024886.1 


uence 
cteriale 


ND 


sequence 
obacteri 


ence 
ales; Ru 
ence 


ales; Cl 


ly XII. Incertae Sedis; 
ref |NR_024866.1 
92 Methylarcula 


dobacteraceae; Methylarc 


seudonocardineae; 


Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Flavobacterium 

2 Flavobacterium 
riaceae; Flavobacterium. 
Papillibacter 

9 Papillibacter 
apillibacter. 
Clostridium 

3 Clostridium 

ostridium. 

Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Methylarcula terricola 


terricola Bacteria; 


ula. 


2632758 2632677 1 82 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavobact 


219857237 
2631843 2633296 Flavobacterium xanthum Bacteria; 


ref |NR_024865.1 


eriaceae; Flavobacterium 


Flavobacterium xanthum 


455348 Bacteria_16S 
strain KMM 3677 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
strain KMM 3676 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
strain KMM 3526 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
holothuriorum str 
holothuriorum Bac 
Salegentibacter. 

455348 Bacteria_16S 
strain KMM 3664 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
limicola strain S 
Bacteria; Bactero 
455348 Bacteria_16S 
strain IHB1 16S r 
Thermotogae; 
455348 Bacteria_16S 
CMN3 16S ribosoma 
Spirochaetales; S$ 
455348 Bacteria_16S 
sartagoforme stra 


455348 Bacteria_16S 
strain DSM 10365 

Firmicutes; Clost 
455348 Bacteria_16S 


avobacteria; 


avobacteria; 


avobacteria; 


teria; 


avobacteria; 


idetes; 


ridia; 


2684221 2684140 1 


2685663 2685582 1 


2687132 2687051 1 


2691619 2691538 1 

Bacteroidetes; 
2711062 2710981 1 
2742666 2742585 1 
Flavobacteria; 


2828305 2828204 3 


2845046 2844945 1 


1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 


3037134 3037049 1 


Firmicutes; 
3286578 3286493 1 


Clostridiales; 
3434895 3434780 1 


Clostridia; 


82 


82 


6S ribosomal RNA, partial sequence 2684767 26 
Flavobacteriales; 


82 


6S ribosomal RNA, partial sequence 2686201 26 
Flavobacteriales; 


82 


ain KMM 3524 16S ribosomal RNA, partia 
Flavobacteria; 


82 


6S ribosomal RNA, partial sequence 2710175 27 
Flavobacteriales; 


82 


T-82 16S ribosomal RNA, partial sequence 
Flavobacteriale 

104 
ibosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho 
102 
2844116 2845615 Borre 


in DSM 1292 16S ribosomal RNA, partial 
sartagoforme Bacteria; 


gi|219857200 


6S ribosomal RNA, partial sequence 2683309 26847 
Flavobacteriales; 


gi|219857199 
Flavobacteriac 
gi| 219857198 


Flavobacteriac 

gi|219857195 
“f 
Flavobac 


gi|219857181 


gi|219857159 
S; 


gi| 219856905 


2827347 28288 


gi| 219856894 


861 
eae; 


876 
eae 


sequence 


ter 


115 
Flavobacteriaceae; 


27417 
Flavobacter 


ref |NR_024828.1 
Zobellia. 
ref |NR_024827.1 
Zobellia. 
ref |NR_024826.1 
; Zobellia. 
ref |NR_024823.1 

2690706 269211 
iales; Flavobac 


ref|NR_024809.1 
47 Cellulophaga 
Cellulophaga. 
ref|NR_024787.1 
27 2743201 Flavob 
iaceae; 


ref |NR_024726.1 


ref 
lia 


NR_024713.1 
sinica Bacte 


Zobellia russellii 


16 Zobellia russellii Bacteria; 
Flavobacteriaceae; 


Zobellia laminariae 


50 Zobellia laminariae Bacteria; 


Zobellia amurskyensis 


48 Zobellia amurskyensis Bacteria; 


Salegentibacter 
7 Salegentibacter 


teriaceae; 


Cellulophaga pacifica 


pacifica Bacteria; 


Flavobacterium 
acterium limicola 


Flavobacterium. 


Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


Borrelia sinica strain 
ria; Spirochaetes; 


gdorferi group. 
86 gi|219846898|ref|NR_026490.1| Clostridium 
sequence 3036217 3037686 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
86 gi|219846730|ref|NR_026322.1| Clostridium pascui 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridiaceae; 
116 


cl 


gi| 219846620 


pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 


pilosum Bacteria; Actinobacteria; Actinobacteridae; Act 


Corynebacteriaceae; Corynebacterium. 


455348 Bacteria_16S 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


Firmicutes; 
455348 Bacteria_16S 
aggregatus strain 
aggregatus Bacter 
455348 Bacteria_16S 
strain BL 70/20 1 
Firmicutes; Clost 
455348 Bacteria_16S 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 

455348 Bacteria_16S 
gingivalis strain 
gingivalis Bacteria; 
455348 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
455348 Bacteria_16S 
strain C8ST5 16S 
Bacteroidetes; Fl 
455348 Bacteria_16S 
salegens strain D 
salegens Bacteria; 
455348 Bacteria_16S 


hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
Bacteroidetes; 


hibernum Bacteria; 
455348 Bacteria_16S 
strain KMM 6029 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
strain KMM 6050 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 


Clostridia; 


avobacteria; 


avobacteria; 


avobacteria; 


3528941 3528856 1 

Clostridiales; 
3579237 3579152 1 
3593098 3593013 1 


Clostridiales; 
3605424 3605343 1 


3606961 3606880 1 


Bacteroidetes; 


3621682 3621580 1 


3702330 3702249 1 


3814803 3814722 1 


3843635 3843554 1 


3982177 3982096 1 


3986647 3986566 1 


3988124 3988043 1 


86 


86 


IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


86 


ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; 


ATCC 33624 16S ribosomal RNA, partial 


fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; 


ribosomal RNA, partial sequence 
Flavobacteriales; 


82 


SM 5424 16S ribosomal RNA, partial seque 


Bacteroidetes; Flavobacteria; 


82 


Flavobacteria; 


82 


82 


82 


gi|219846557 
cl 
219846523 
sequence 

aj 
219846513 


gi 


gi 


6S ribosomal RNA, partial sequence 3592199 35936 
ridia; 


Clostridiaceae; Clostridium. 
82 gi|219846503|ref|NR_026095.1 
sequence 3604483 360597 
Bacteroidetes; Flavobacteria; Flavobacteriales; Fl 
82 gi|219846502|ref|NR_026094.1 
sequence 3606022 360747 
Flavobacteria; Flavobacteriales; Flavobacteri 
104 gi| 219846491 |ref|NR_026083.1 
partial sequence 362084 
Fusobacteria; Fusobacteriales; Fusobacteriac 
82 gi|219846435|ref|NR_026026.1 
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Flavobacteriaceae; 
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gi 
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teriales; 


ref|NR_026212.1 
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40 Clostridium pascui Bacteria; 
ostridium. 


Corynebacterium 
3 Corynebacterium 
ineae; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 
ostridium. 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 

4 Capnocytophaga 
aceae; Capnocytophaga. 
Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Gelidibacter algens 


algens Bacteria; 


Salegentibacter 

9 Salegentibacter 

eae; Salegentibacter. 
Flavobacterium 

7 Flavobacterium 

eae; Flavobacterium. 
Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 
Flavobacteriaceae; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 
Flavobacteriaceae; 


ref |NR_025823.1 


Aquimarina muelleri 


strain KMM 6020 16S ribosomal RNA, partial sequence 3987206 3988632 Aquimarina muelleri Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aquimarina. 


455348 Bacteria_16S 
strain KMM 6034 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
KMM 6031 16S ribo 
Flavobacteria; Fl 
455348 Bacteria_16S 
mishustinae strai 
mishustinae Bacteria; 
455348 Bacteria_16S 
strain KMM 3944 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
epiphytica strain 
epiphytica Bacteria; 
455348 Bacteria_16S 
thalassocola stra 
thalassocola Bact 
Winogradskyella. 
455348 Bacteria_16S 
strain KMM 3951 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
strain KMM 3949 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
strain KMM 3947 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
sedimenticola str 
sedimenticola Bac 
455348 Bacteria_16S 
strain KMM 3912 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
strain KMM 3902 1 
Bacteroidetes; Fl 
455348 Bacteria_16S 
strain Y10-2 16S 
Bacteroidetes; Fl 
455348 Bacteria_16S 
strain SW49 16S r 
Bacteroidetes; Fl 
455348 Bacteria_16S 
strain J1-31B-1 1 
Firmicutes; Erysi 
455348 Bacteria_16S 
seropedicae strain 267 
Bacteria; Proteob 
455348 Bacteria_16S 
cellulans strain 
cellulans Bacteri 
Promicromonosporaceae; 
455348 Bacteria_16S 
strain 27 16S rib 
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455348 Bacteria_16S 
strain ST26 16S r 


455348 Bacteria_16S 
strain ST50 16S r 


455348 Bacteria_16S 
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455348 Bacteria_16S 
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avobacteriales; 
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avobacteria; 


avobacteria; 


avobacteria; 
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avobacteria; 


avobacteria; 


avobacteria; 


avobacteria; 


3989602 3989521 1 


3991093 3991012 1 


3992589 3992508 1 


4013577 4013496 1 


4015056 4014975 1 


4016535 4016454 1 
Bacteroidetes; 


4087867 4087786 1 


4089358 4089277 1 


4090847 4090766 1 


4092343 4092262 1 


Bacteroidetes; 


4114857 41147761 


4162562 4162481 1 


4227832 42277511 


4229304 4229223 1 


55502 


55410 at 


64543 64459 1 


16S ribosomal RNA, 


119221 119137 1 


137429 137345 1 


138988 138904 1 


140517 140433 1 


145034 144950 1 


147941 147857 1 


161784 161700 1 
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82 
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Flavobacteria; 


82 


82 


Flavobacteria; 
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82 


82 


82 


82 


82 


82 


ribosomal RNA, partial sequence 
Flavobacteriales; 


82 


ibosomal RNA, partial sequence 
Flavobacteriales; 


93 


85 


complete sequ 
acteria; Betaproteobacteria; Burkholde 


85 


85 


osomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


85 


gi 


Flavoba 


gi 
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n KMM 6049 16S ribosomal RNA, partial 
Bacteroidetes; 


gi 


Flavoba 


gi 


KMM 3906 16S ribosomal RNA, partial s 
Bacteroidetes; 


gi 


in KMM 3907 16S ribosomal RNA, partial 
Flavobacteria; 


gi 


6S ribosomal RNA, partial sequence 4086933 40 


Flavobacteriales; Flavoba 


gi 


6S ribosomal RNA, partial sequence 4088431 40 


Flavobacteriales; Flavoba 


gi 


6S ribosomal RNA, partial sequence 4089922 40 


Flavobacteriales; Flavoba 


gi 


ain KMM 3903 16S ribosomal RNA, partia 
Flavobacteria; 


gi 


6S ribosomal RNA, partial sequence 4113936 41 


Flavobacteriales; Flavoba 


gi 


Flavoba 


gi 


Flavoba 


gi 


Pib 


Fla 


Flav 


FL 


EF 


219846232 


6S ribosomal RNA, partial sequence 3988683 39901 
Flavobacteriales; 


219846231 


somal RNA, partial sequence 3990163 3991609 Piboc 
Flavobacteriaceae; 


ocella. 
219846230 
sequence 
vo 
219846214 


6S ribosomal RNA, partial sequence 4012648 40140 
Flavobacteriales; 


Ct 
219846213 
equence 
ob 
219846212 
sequence 
av 


219846161 


cteriac 
219846160 


cteriac 
219846159 


cteriac 
219846158 
1 seque 
lavobac 
219846141 
153 
cteriac 
219846106 


6S ribosomal RNA, partial sequence 4161641 41630 
Flavobacteriales; 


ct 
219846050 


4226906 42283 
eriaceae 


ct 
219846049 


4228378 42297 


Flavoba 


gi 


6S ribosomal RNA, partial sequence 54638 
pelotrichi; Erysipelotrichales; Erysip 


gi 


gi 


DSM 43879 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Cellulosimicrobium. 


gi 


265679027 
56028 
elotrichac 
265679021 
ence 63592 
riales; 
265678983 
equence 


265678971 


136495 13800 


gi 


Micr 


265678970 


138055 13953 


gi 


Micr 


ococcineae 
265678969 


139582 14105 


gi 


Micr 


ococcineae 
265678966 


144082 14559 


gi 


n Ra 333 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 


gi 


Micr 


ococcineae 
265678964 
quence 
Actinomyc 


265678955 


intestinale strain Catt39 16S ribosomal RNA, partial sequence 


intestinale Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clos 


cteriaceae 


bacteria 


eriaceae; 


acterial 


obacteri 


883 


eae 


898 
eae 


913 
eae 


nce 


ter 


eae 


eriaceae 


cteriaceae 


Ox 


ref |NR_025822.1 


7 Gi 
ref 
ella 


llisia. 
NR_025821.1 
ponti Bact 


ref|NR_025820.1 

3991660 399309 
les; Flavobacte 
ref|NR_025804.1 


; Winogradskyel 
ref|NR_025803.1 
4014130 401555 
es; Flavobacter 
ref|NR_025802.1 

4015607 401703 
ales; Flavobact 


, 


ref|NR_025751.1 


7 Ma 
ref 


ribacter. 
NR_025750.1 
7 Ma 
ref 


ribacter. 
NR_025749.1 
; Maribacter. 
ref|NR_025748.1 

4091411 409284 
iales; Flavobact 
ref|NR_025731.1 
; UL 
ref 


vibacter. 
NR_025696.1 
Hany Ve 
ref 


gibacter. 
NR_025640.1 


; Ae 
ref 


quorivita. 

NR_025639.1 
; Be 
ref 


quorivita. 
NR_029335.1 


eae; Holdemania 
ref |NR_029329.1 

65117 Herbas 
alobacteraceae; 
ref|NR_029291.1 

118321 119772 
ales; Micrococci 


v 


ref |NR_029279.1 
; Cellulomonadac 
ref |NR_029278.1 
1 Sanguibacter 
; Sanguibacterac 
ref |NR_029277.1 
8 Sanguibacter 
; Sanguibacterac 
ref |NR_029274.1 
; Jonesiaceae; J 
ref |NR_029272.1 

147044 148460 
etales; Kineospo 


e 


r 


i 


e 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 
Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 
1 


a. 

Winodgradskyella 

6 Winodgradskyella 

aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 

riaceae; 


Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Ulvibacter litoralis 


54 Ulvibacter litoralis Bacteria; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Aequorivita lipolytica 


27 Aequorivita lipolytica Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Holdemania filiformis 


Holdemania filiformis Bacteria; 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Cellulosimicrobium 
Cellulosimicrobium 
neae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 
ococcineae; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 


onesia. 
Kineococcus 
Kineococcus 
riineae; 


ref |NR_029263.1 
160899 162283 
tridiaceae; Clos 


Clostridium 
Clostridium 
tridium. 


455348 Bacteria_16S 206192 206108 1 85 gi|265678926|ref|NR_029234.1 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
455348 Bacteria_16S 209285 209201 1 85 gi| 265678923 |ref|NR_029231.1 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 247639 247536 3 106 gi| 265678897 |ref|NR_029205.1 


strain SEBR 7054 
Thermotogae; 


455348 Bacteria_16S 283778 283694 1 85 gi|265678871|ref|NR_029177.1 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfobacter. 

455348 Bacteria_16S 289776 289692 1 85 gi| 265678867 |ref|NR_029173.1 
strain CDC F5101 16S ribosomal RNA, complete sequence 288824 290348 Bordet 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
455348 Bacteria_16S 314236 314152 1 85 gi| 265678851 |ref|NR_029157.1 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
455348 Bacteria_16S 343306 343222 1 85 gi| 265678829 |ref|NR_029134.1 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae 
Cryptosporangium. 

455348 Bacteria_16S 462308 462224 1 85 gi| 265678743 |ref|NR_029048.1 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 46285 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
455348 Bacteria_16S 469819 469735 1 85 gi| 265678738 |ref|NR_029043.1 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

455348 Bacteria_16S 564808 564692 1 117 gi|265678676|ref|NR_028981.1 
strain LV3 16S ribosomal RNA, partial sequence 563902 56532 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
455348 Bacteria_16S 675236 675152 1 85 gi| 265678599 |ref|NR_028904.1 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilace 
455348 Bacteria_16S 681371 681287 1 85 gi|265678595|ref|NR_028900.1 
strain NA 1 16S ribosomal RNA, partial sequence 680477 68183 

Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
455348 Bacteria_16S 682776 682692 1 85 gi|265678594|ref|NR_028899.1 
strain NCTC 10617 16S ribosomal RNA, partial sequence 681882 683236 Neisse 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
455348 Bacteria_16S 684208 684116 1 93 gi| 265678593 |ref|NR_028898.1 
strain CK74 16S ribosomal RNA, partial sequence 683287 68472 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 694976 694884 1 93 gi| 265678586 |ref|NR_028891.1 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetale 
Planctomyces. 

455348 Bacteria_16S 738900 738816 1 85 gi| 265678555 |ref|NR_028859.1 
lusitanum strain P6-12 16S ribosomal RNA, complete sequence 737948 739471 Herbas 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
455348 Bacteria_16S 759250 759166 1 85 gi|265678540|ref|NR_028844.1 
strain Al 16S ribosomal RNA, partial sequence 758305 75981 

Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 
455348 Bacteria_16S 760804 760720 1 85 gi|265678539|ref|NR_028843.1 
strain V33 16S ribosomal RNA, partial sequence 759866 76120 

Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
455348 Bacteria_16S 779244 779160 1 85 gi| 265678526 |ref|NR_028830.1 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
455348 Bacteria_16S 838833 838749 1 85 gi| 265678487 |ref|NR_028790.1 
strain AC 615 16S ribosomal RNA, partial sequence 837961 83941 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
455348 Bacteria_16S 852339 852255 1 85 gi| 265678478 |ref|NR_028781.1 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineos 
Kineosporiaceae; Kineococcus. 

455348 Bacteria_16S 896249 896165 1 85 gi| 265678447 |ref|NR_028749.1 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 89680 

Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
455348 Bacteria_16S 921072 920988 1 85 gi|265678431|ref|NR_028733.1 


Ther 


motogales; Thermotogaceae; Thermotoga. 


16S ribosomal RNA, partial sequence 246697 24821 


Taylorella 
Taylorella 
ligenaceae; Taylorella. 
Clostridium sporogenes 
idium sporogenes 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


Desulfobacter 
Desulfobacter 
sulfobacteraceae; 


Bordetella holmesii 
ella holmesii Bacteria; 


Clostridium botulinum 
idium botulinum A 


Cryptosporangium 
Cryptosporangium 
Cryptosporangiaceae; 


’ 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Actinomadura latina 


latina Bacteria; 


osporaceae; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 


Planctomyces 
Planctomyces 
s; Planctomycetaceae; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Alysiella filiformis 


5 Alysiella filiformis Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Kineococcus 
Kineococcus 

poriineae; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Slackia 


heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 


heliotrinireducens Bacteria; Actinobacteria; 
Coriobacteriaceae; 


455348 Bacteria_ 
strain PSv29 16S 
Proteobacteria; 

455348 Bacteria_ 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


455348 Bacteria_ 


strain 7-2 16S ri 
B 
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Proteobacteria; 
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455348 Bacteria _1 
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455348 Bacteria_1 


strain NRRL 15532 
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455348 Bacteria_16S 
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Actinobacteria; Actinoba 
455348 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
455348 Bacteria_16S 
strain Ter6 16S r 
B 
455348 Bacteria_16S 
lucentensis strai 
Proteob 
455348 Bacteria_16S 


Proteobacteria; 


Bacteria; 


multipartita DSM 


44233 Bacteria; Actinoba 


Nakamurella. 


455348 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


455348 Bacteria_16S 
13501 16S ribosomal RNA, 


Proteobacteria; B 


455348 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


455348 Bacteria_16S 


hartmannellae str 
hartmannellae Bac 


455348 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


455348 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


455348 Bacteria_16S 


strain LM 161 16S 


D 


ribosomal RNA, partial sequence 


6S 1090585 1090501 1 85 gi 


eae; Nonomuraea. 
6S 1102524 1102440 1 85 gi 
osomal RNA, partial sequence 


6S 1107122 1107038 1 
16S ribosomal 
acteria 


85 gi 
RNA, partial sequence 


v 


1114766 1114682 1 
ribosomal RNA, 


85 
partial sequence 
cteridae; Actinomycetales; 
1116292 1116208 1 85 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 
1146541 1146457 1 85 


gi 


gi 


gi 


cteria; 


1181381 1181297 1 
ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1193406 1193322 1 85 gi 
complete sequence 
etaproteobacteria; Burkholderiales; Al 
1205586 1205502 1 85 gi 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


85 gi 


1247883 1247799 1 85 gi 
ain AlHsp 16S ribosomal RNA, partial s 
teria; Chlamydiae; Chlamydiales; Parac 
1267379 1267295 1 85 gi 
S ribosomal RNA, partial sequence 


1268926 1268814 1 113 gi 
rain TT4B 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 
1283729 1283645 1 85 gi 
etaproteobacteria; Burkholderiales; Bu 
1300295 13002111 85 gi 
ribosomal RNA, complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


455348 Bacteria_16S 


1452286 1452202 1 85 gi 


ain A-5 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


cteridae; Actinomycetales; Micr 


Actinobacteridae; Actinomycet 


Kine 


Kine 


Actinobacteridae; Actin 


etaproteobacteria; Burkholderiales; Ox 
455348 Bacteria_16S 


1047573 10490 
omonospori 


265678316 
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265678308 


1101592 11031 
ococcineae 


265678304 
ales; 


265678299 


1113840 11153 
osporiinea 


265678298 


1115364 11168 
osporiinea 


253680759 


ibosomal RNA, partial sequence 1145612 11470 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Collimona 
1151013 1150897 1 117 gi|253680756|ref|NR_028004.1 
n QMT2 16S ribosomal RNA, partial sequence 1150178 1151571 Thalas 
acteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillacea 
1161646 1161562 1 85 gi|228721225|ref|NR_027604.1 
44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamu 


228717635 


1180467 11819 


Victivall 
228715722 


1192457 1193978 Borde 
caligenace 


228715355 


1204671 12061 
Coriobacteri 


ales; Cori 


219857449 
equence 

hl 
219846423 


1266430 12679 
obactera 


al 
219846421 
equence 
teria; Des 


219846066 


16S ribosomal RNA, partial sequence 1282800 12842 


rkholderia 
219846779 


1299363 13008 


ionibacter 
224581419 


endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Micromonospora. 


e; Actinomycet 


11062 
Stre 


omycetales 


amydiace 


neae; Micromonos 
ref |NR_028618.1 

1089685 109113 
ales; Strept 


ref|NR_028610.1 


; Microbacteriac 
ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae; 


ref|NR_028600.1 


e; K 
ref 


ineosporiace 
NR_028599.1 


e; K 
ref 


ineosporiace 
NR_028007.1 


, 


Frankineae; Na 


ref|NR_027565.1 
is. 
ref 
tell 


NR_027537.1 
a hinzii LMG 
ae; Bordetella. 
ref|NR_027527.1 
28 Collinsella 
obacterineae; Co 
ref |NR_025037.1 
1246931 124845 
Neochlamydi 
NR_026014.1 


ae; 
ref 
ceae; Massilia. 
ref|NR_026012.1 
1267974 126947 
ulfuromonadales; 
ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref |NR_026371.1 


ineae; Nocardioi 


o 


Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Slackia. 

16S 925766 925682 1 85 gi|265678428|ref|NR_028730.1| Desulfofaba gelida 
ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 
16S 1031562 1031478 1 85 gi| 265678357 |ref|NR_028659.1| Micromonospora 
n TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Micromonospora. 
16S 1036196 1036112 1 85 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
bosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
6s 1048482 1048398 1 85 gi|265678346|ref|NR_028648.1| Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 
Nonomuraea 
7 Nonomuraea 


osporangineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 


eae; Agromyces. 
Nonomuraea longicatena 

raea longicatena 
Streptosporangiaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 
s. 


Thalassospira 
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e; Thalassospira. 
Nakamurella 
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riobacteriaceae; 
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Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Burkholderia hospita 


hospita Bacteria; 


ia. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 


ref |NR_027200.1 
1451367 145284 


Micromonospora 
3 Micromonospora 


455348 Bacteria_16S 


ruhlandii strain 
Bacteria; 


Spirochaetes; 


caeruleus subsp. 


Couchioplanes caeruleus subsp. 


Actinomycetales; 


afermentans subsp 


Actinomycetales; 


Micromonosporineae; Micromonosporaceae; Couchioplanes. 
455348 Bacteria_16S 1500699 1500593 1 107 gi|219846622|ref|NR_026214.1 
- afermentans strain CIP 103499 16S ribosomal RNA, complete sequ 
Corynebacterium afermentans subsp. afermentans Bacteria; Actinobacteria; 
Corynebacterineae; Corynebacteriaceae; Corynebacterium. 
1503583 1503496 1 86 gi|219846475|ref|NR_026067.1 


455348 Bacteria_16S 
16S ribosomal RNA, partial sequence 1502684 15041 


strain USDA 9030 


Proteob 
455348 Bacteria_16S 
strain JZC3 16S r 
Spi 
455348 Bacteria_16S 
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piechaudii Bacter 
455348 Bacteria_16S 


1456876 1456792 1 85 gi 
EY3918 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1467358 1467274 1 85 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Treponema. 
1471950 1471866 1 85 gi 
EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
1494668 1494584 1 85 gi 
caeruleus strain DSM 44103 16S ribosomal 


, 


224581416 
ence 14559 
riales; Al 
224581408 
1466484 14678 


224581405 
uence 


219846703 


ref |NR_027197.1 


cali 
ref 


genaceae; Ac 
NR_027189.1 


ref |NR_027186.1 

1471041 147236 
eriales; Alcalig 
ref |NR_026295.1 
rtial sequence 


Burkhold 


RNA, pa 


Achromobacter 


66 1457283 Achromobacter ruhlandii 


hromobacter. 
Treponema putidum 


91 Treponema putidum Bacteria; 


Achromobacter 
1 Achromobacter 
enaceae; Achromobacter. 
Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
455348 Bacteria_16S 1517109 1517025 1 85 gi|219873435|ref|NR_025194.1| Desulfotignum 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 1517596 Desulfotignum 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfotignum. 

455348 Bacteria_16S 1529240 1529156 1 85 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

455348 Bacteria_16S 1532288 1532204 1 85 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

455348 Bacteria_16S 1538354 15382701 85 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

455348 Bacteria_16S 1626290 1626206 1 85 gi|219878459|ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

455348 Bacteria_16S 1740668 1740584 1 85 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
455348 Bacteria_16S 1788953 1788869 1 85 gi| 219878343 |ref|NR_025482.1 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 178951 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankine 
Blastococcus. 

455348 Bacteria_16S 1805836 1805752 1 85 gi| 219878332 |ref|NR_025471.1 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 180639 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Cellulomonadaceae; Oerskovia. 

455348 Bacteria_16S 1807374 1807290 1 85 gi|219878331|ref|NR_025470.1 


strain DSM 46000 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
455348 Bacteria_16S 1821164 1821049 1 117 gi|219878322|ref|NR_025461.1 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 182172 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Curtobacterium. 

455348 Bacteria_16S 1836322 1836238 1 85 gi|219878311|ref|NR_025450.1 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 1835368 183689 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
Sterolibacterium. 

455348 Bacteria_16S 1866865 1866781 1 85 gi|219878290|ref|NR_025429.1 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
455348 Bacteria_16S 1897657 1897573 1 85 gi| 219878265 |ref|NR_025404.1 


strain DSM 11334 


Proteobacteria; B 


455348 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


455348 Bacteria_16S 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 


etaproteobacteria; Burkholderiales; Al 
1899200 1899116 1 85 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 


ca 


ne 
ca 


16S ribosomal RNA, partial sequence 1806449 18079 


16S ribosomal RNA, partial sequence 1896710 18982 


219878264 


ligenaceae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 


ae; Brackiella. 


e 18982 
ligenace 


1900705 1900621 1 85 gi 


219878263 


saceae; Nocardiopsis. 
Blastococcus 

9 Blastococcus 

ae; Geodermatophilaceae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


ref|NR_025402.1 
1899804 190110 


Ornithinimicrobium 
9 Ornithinimicrobium 


humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 


455348 Bacteria_16S 1947448 1947364 1 85 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

455348 Bacteria_16S 1964180 1964096 1 85 gi|219878219|ref|NR_025358.1| Thiobacillus 
denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequence 1963237 1964746 Thiobacillus 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Thiobacillus. 

455348 Bacteria_16S 1965697 1965613 1 85 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

455348 Bacteria_16S 1971498 1971414 1 85 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

455348 Bacteria_16S 1973020 1972928 1 93 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 2011835 2011743 1 93 gi|219878188|ref|NR_025327.1| Planctomyces maris 
strain 534-30 16S ribosomal RNA, partial sequence 2010901 2012404 Planctomyces maris Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Planctomyces. 

455348 Bacteria_16S 2060439 2060347 1 93 gi|219878150|ref|NR_025289.1| Eubacterium sulci 
strain ATCC 35585 16S ribosomal RNA, partial sequence 2059520 2060972 Eubacterium sulci Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

455348 Bacteria_16S 2066429 2066345 1 85 gi|219878146|ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
455348 Bacteria_16S 2074155 2074071 1 85 gi|219878141|ref|NR_025280.1| Castellaniella 
defragrans strain 54Pin 16S ribosomal RNA, partial sequence 2073226 2074709 Castellaniella defragrans 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Castellaniella. 

455348 Bacteria_16S 2100060 2099976 1 85 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

455348 Bacteria_16S 2157584 2157500 1 85 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

455348 Bacteria_16S 2183405 2183301 3 107 gi|219857611|ref|NR_025200.1| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

455348 Bacteria_16S 2253153 2253069 1 85 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
455348 Bacteria_16S 2265570 2265486 1 85 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 

455348 Bacteria_16S 2277842 2277759 1 85 gi| 219857548 |ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
455348 Bacteria_16S 2308008 2307924 1 85 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

455348 Bacteria_16S 2309487 2309403 1 85 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
455348 Bacteria_16S 2344194 23441101 85 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

455348 Bacteria_16S 2436900 2436816 1 85 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

455348 Bacteria_16S 2511002 2510918 1 85 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

455348 Bacteria_16S 2512509 2512425 1 85 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
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7 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
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Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
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Actinobacteria; C 
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Taylorella 


12 Taylorella 


asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
455348 Bacteria_16S 2660148 2660064 1 85 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 
strain ATCC 39419 16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Kribbella. 
455348 Bacteria_16S 2694535 2694451 1 85 gi|219857192|ref|NR_024820.1| Borrelia turcica 
strain IST7 16S ribosomal RNA, partial sequence 2693690 2694959 Borrelia turcica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 
455348 Bacteria_16S 2718575 2718491 1 85 gi|219857176|ref|NR_024804.1| Herbaspirillum 
chlorophenolicum strain CPW301 16S ribosomal RNA, partial sequence 2717632 2719105 Herbaspirillum 
chlorophenolicum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 
455348 Bacteria_16S 2724667 2724583 1 85 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
455348 Bacteria_16S 2727760 2727656 1 104 gi|219857169|ref|NR_024797.1| Persephonella 
hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 2726822 2728328 Persephonella 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 
455348 Bacteria_16S 2780151 2780067 1 85 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
455348 Bacteria_16S 2781618 2781534 1 85 gi|219857129|ref|NR_024757.1| Thiothrix flexilis 
strain EJ2M-B 16S ribosomal RNA, partial sequence 2780730 2782146 Thiothrix flexilis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
455348 Bacteria_16S 2796532 2796448 1 85 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
455348 Bacteria_16S 2798054 2797970 1 85 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
455348 Bacteria_16S 2799575 2799491 1 85 gi|219857117|ref|NR_024745.1]| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
455348 Bacteria_16S 2801098 2801014 1 85 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
455348 Bacteria_16S 2802619 2802535 1 85 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
455348 Bacteria_16S 2804140 2804056 1 85 gi|219857114|ref|NR_024742.1| Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
455348 Bacteria_16S 2805662 2805578 1 85 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
455348 Bacteria_16S 2807184 2807100 1 85 gi|219857112|ref|NR_024740.1| Actinoplanes 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 2807745 Actinoplanes 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
455348 Bacteria_16S 2808706 2808622 1 85 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
455348 Bacteria_16S 2817744 2817652 1 93 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 
455348 Bacteria_16S 2829810 2829726 1 85 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 
455348 Bacteria_16S 2840455 2840371 1 85 gi|219856897|ref|NR_024716.1| Agromyces luteolus 


strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
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Actinoplanes 

4 Actinoplanes 

nosporineae; 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


Micromonospora 
onospora inositola 
Micromonosporaceae; 


Micromonospora 
onospora aurantiaca 
Micromonosporaceae; 


Micromonospora 
onospora halophytica 
Micromonosporaceae; 


Micromonospora 
lonospora coerulea 


Micromonosporaceae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 
s. 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 

Actinomyces israelii 

myces israelii Bacteria; 

ae; Actinomyces. 
Corynebacterium 

5 Corynebacterium 

terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Coriobacterium 
1 Coriobacterium 
acterineae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Actinomadura macra 


NR_026007.1 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 


Actinobacteria; A 
Actinomadura. 


ctinobacteridae; Actinomycetales; 


Streptosporangineae; Thermomonosporaceae; 


455348 Bacteria_16S 3736580 3736496 1 85 gi|219846410|ref|NR_026001.1 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

455348 Bacteria_16S 3738040 3737956 1 85 gi|219846409|ref|NR_026000.1 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 

455348 Bacteria_16S 3739504 3739420 1 85 gi| 219846408 |ref|NR_025999.1 
strain IFO 14345 16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptos 
455348 Bacteria_16S 3746821 3746737 1 85 gi| 219846403 |ref|NR_025994.1 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptos 
455348 Bacteria_16S 3760447 3760363 1 85 gi| 219846392 |ref|NR_025983.1 
strain Co53T 16S ribosomal RNA, partial sequence 3759507 37610 

Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

455348 Bacteria_16S 3804101 3804017 1 85 gi|219846360|ref|NR_025951.1 
strain 18323 16S ribosomal RNA, partial sequence 3803146 38046 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 
porangiaceae; Nonomuraea. 


Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 
porangiaceae; Nonomuraea. 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

455348 Bacteria_16S 3805615 3805531 1 85 gi|219846359|ref|NR_025950.1| Bordetella 
parapertussis strain 522 16S ribosomal RNA, partial sequence 3804660 3806123 Bordetella 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
455348 Bacteria_16S 3807129 3807045 1 85 gi|219846358|ref|NR_025949.1| Bordetella 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 3807637 Bordetella 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
455348 Bacteria_16S 3875529 3875445 1 85 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

455348 Bacteria_16S 3889524 3889440 1 85 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

455348 Bacteria_16S 3891061 3890977 1 85 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
UB-38 16S ribosomal RNA, partial sequence 3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 

455348 Bacteria_16S 3900244 3900161 1 85 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

455348 Bacteria_16S 3915353 3915269 1 85 gi|219846284|ref|NR_025874.1| Borrelia tanukii 
strain Hk501 16S ribosomal RNA, partial sequence 3914434 3915800 Borrelia tanukii Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

455348 Bacteria_16S 3916769 3916685 1 85 gi|219846283|ref|NR_025873.1| Borrelia turdi strain 
Ya501 16S ribosomal RNA, partial sequence 3915851 3917216 Borrelia turdi Bacteria; Spirochaetes; 


Spirochaetales; S 
455348 Bacteria_16S 
strain HT31 16S r 
Spirochaetes; Spi 
455348 Bacteria_16S 
strain IAM 12670 
Proteobacteria; 
455348 Bacteria_16S 4012037 4011953 1 85 
strain CM2104 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
455348 Bacteria_16S 4051413 4051329 1 85 


3933749 3933665 1 85 
ibosomal RNA, partial sequence 
rochaetales; 


3973614 3973530 1 85 


pirochaetaceae; Borrelia; Borrelia bur 


Spirochaetaceae; Borrelia. 
219846243 
16S ribosomal RNA, partial sequence 3972687 39741 
Betaproteobacteria; Burkholderiales; Ox 


gdorfer 
gi 
3932829 39 


gi 


alobact 
gi 
4011119 40 
Micrococcin 


gi 


ganghwensis strain JC2055 16S ribosomal RNA, partial sequence 


ganghwensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Nocardioidaceae; Nocardioides. 

455348 Bacteria_16S 4054369 4054285 1 85 gi|219846184|ref|NR_025774.1 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
455348 Bacteria_16S 4060400 4060316 1 85 gi|219846180|ref|NR_025770.1 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 406093 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxal 
455348 Bacteria_16S 4080176 4080084 1 93 gi|219846166|ref|NR_025756.1 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 40807 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
455348 Bacteria_16S 4110226 4110142 1 85 gi| 219846145 |ref|NR_025735.1 
strain HD9 16S ribosomal RNA, partial sequence 4109294 41108 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
455348 Bacteria_16S 4111792 41117081 85 gi|219846144|ref|NR_025734.1 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 41123 

Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
455348 Bacteria_16S 4176267 4176183 1 85 gi|219846096|ref|NR_025686.1 


219846271 


219846215 


219846186 


i group. 
ref|NR_025861.1 
341 
ref |NR_025833.1 
eraceae; Duganella. 
ref|NR_025805.1 


125 
eae; Intrasporangia 
ref|NR_025776.1 

4050504 405187 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Nocardioides 

7 Nocardioides 
bacterineae; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Duganella 

7 Duganella 

obacteraceae; Duganella. 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 


Achromobacter spanius 


strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter spanius Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 


455348 Bacteria_16S 
insolitus strain 


455348 Bacteria_16S 
strain LMG 5906 1 
Proteobacteria; 
455348 Bacteria_16S 


4177752 4177668 1 


4194594 41945101 


4217229 42171451 


85 gi 


85 gi 


85 gi 


umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 


455348 Bacteria_16S 120724 120621 1 104 gi| 265678982 |ref|NR_029290.1 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
455348 Bacteria_16S 151006 150903 1 104 gi|265678962|ref|NR_029270.1 
strain W6 16S ribosomal RNA, partial sequence 150066 15156 


Firmicutes; 
455348 Bacteria_16S 


propionicum strain X2 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; Firmicutes; 
455348 Bacteria_16S 
aerodenitrificans 
aerodenitrificans 
Microvirgula. 
455348 Bacteria_16S 


Clostridia; 


Clostridiales; 
152562 152460 1 


Clostridia; 
249219 249116 1 


strain Sgly2 16S ribosomal RNA, parti 
Bacteria; 


Proteobacteria; 


Clostridiaceae; 


104 gi 


Clostridiaceae; 


104 gi 


Betaproteobacteria; 


219846095 
LMG 6003 16S ribosomal RNA, partial sequence 

insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 
219846079 
6S ribosomal RNA, partial sequence 4193672 41950 


Betaproteobacteria; Burkholderiales; Al 


Actinomycetales; 


265678896 
al sequence 248268 249768 


ref|NR_025685.1 

4176834 417830 
ref|NR_025669.1 
Kerstersia. 
ref|NR_025653.1 


4216320 421777 
Strepto 


ref |NR_029269.1 
7 153137 Clostr 
Clostridium. 
ref |NR_029204.1 


Neisseriales; Nei 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


455348 Bacteria_16S 
strain PUPA-2 16S 


Tenericutes; Mollicutes; 


455348 Bacteria_16S 
strain PIPN-2 16S 


Tenericutes; Mollicutes; 


455348 Bacteria_16S 
strain KMM 1406 1 
Proteobacteria; 
455348 Bacteria_16S 
strain ELCA-2 16S 


455348 Bacteria_16S 
strain PYAN-1 16S 


455348 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; 
455348 Bacteria_16S 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


Entomoplasmatales; 
1282189 1282086 1 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


Entomoplasmatales; 
2045001 2044899 1 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
219857579 


2230333 22302301 


389834 389727 1 107 gi|265678795|ref|NR_029100.1 
n XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
ceae; Myceligenerans. 
440901 440798 1 104 gi|265678761|ref|NR_029066.1 
ribosomal RNA, partial sequence 439970 44147 
Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
737324 737221 1 104 gi| 265678556 |ref|NR_028860.1 
ribosomal RNA, partial sequence 736380 737897 Entomoplasma 
Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
1066647 1066545 1 104 gi|265678333|ref|NR_028635.1 
6S ribosomal RNA, partial sequence 1065751 1067152 Rheinheimera 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
1279238 12791351 104 gi|219846093|ref|NR_025683.1 


Entomoplasmataceae; 
104 gi 


Entomoplasmataceae; 


104 gi 


104 gi 


hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 


hongkongensis Bacteria; 


455348 Bacteria_16S 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
455348 Bacteria_16S 


strain L1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


455348 Bacteria_16S 


galactanivorans strain Dsij 16S ribosomal RNA, partial 
galactanivorans Bacteria; 


455348 Bacteria_16S 


455348 Bacteria_16S 


455348 Bacteria_16S 


strain GIH 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 


strain VIS 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 


debontii strain FC3 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


Proteobacteria; 
2257740 2257637 1 


2288367 2288264 1 


Entomoplasmatales; 
2392832 2392751 1 


Bacteroidetes; 
2565133 2565030 1 


Firmicutes; 


2578928 2578825 1 


3687279 3687176 1 


3688796 3688693 1 


3706807 3706704 1 


Betaproteobacteria; 


Flavobacteria; 


Clostridia; 


104 gi 


104 gi 
Entomoplasmataceae; 

82 gi 
sequence 
104 gi 
Clostridiales; 


104 gi 


104 gi 


104 gi 


3687881 3689 


104 gi 


1278319 12798 


219846087 
1281261 12827 


219878165 
20440 


Neisseriales; 
219857561 
sequence 
Actinomycetales; 


219857540 
2287434 22889 


219857465 


Flavobacteriales; 
219857291 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 256570 
acidaminophilum Bacteria; 
219857282 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219846446 
3686364 36878 


219846445 


219846432 
3705870 3707337 Prosthecobacter debontii 


Mesoplasma. 
ref|NR_025677.1 
49 Entomoplasma 
Entomoplasma. 
ref|NR_025304.1 
53 2045572 Luteim 
Luteimona 
ref|NR_025167.1 
2229404 223086 
Neisser 
ref|NR_025149.1 
2256827 225829 
Streptom 
ref|NR_025128.1 
Mesoplasma. 
ref|NR_025053.1 
2391886 239336 
Flavoba 
NR_024922.1 


ref 


Eubacteriaceae; 
ref|NR_024913.1 


Cellulomonadac 


ref |NR_026037.1 


ref|NR_026036.1 


Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 
caligenaceae; 
219846063 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


Cellulomonas uda 


uda Bacteria; 


eae; Cellulomonas. 
Clostridium litorale 


6 Clostridium litorale Bacteria; 
Clostridium. 
265678961 
15161 


Clostridium 
idium propionicum 


Microvirgula 
Microvirgula 
sseriaceae; 


Myceligenerans 
Myceligenerans 


cineae; 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Rheinheimera pacifica 


pacifica Bacteria; 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Luteimonas mephitis 
onas mephitis Bacteria; 
Ss. 
Laribacter 
2 Laribacter 
iaceae; Laribacter. 
Streptomyces 
4 Streptomyces 
ycineae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Zobellia 
8 Zobellia 
cteriaceae; Zobellia. 
Eubacterium 
8 Eubacterium 
Eubacterium. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


347 Mycoplasma cottewii Bacteria; 


ref|NR_026023.1 


Prosthecobacter 


Prosthecobacter. 


455348 Bacteria_16S 


dejongeii strain 
Bacteria; Verruco 


455348 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


455348 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


455348 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


455348 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


455348 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


455348 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


455348 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


455348 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


455348 Bacteria_16S 


strain TN-1 16S 


Tenericutes; Moll 


455348 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


455348 Bacteria_16S 


strain 23-6 16S r 
Tenericutes; Moll 


455348 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


455348 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


455348 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


455348 Bacteria_16S 


chrysopicola stra 
chrysopicola Bact 


455348 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


455348 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


455348 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


455348 Bacteria_16S 


strain CHPA-2 16S riboso 
Tenericutes; Mollicutes; 


455348 Bacteria_16S 


strain PIMN-1 16S riboso 
Tenericutes; Mollicutes; 


455348 Bacteria_16S 


Firmicutes; 


Clostridia; 


455348 Bacteria_16S 


3709844 3709741 1 104 gi|219846430|ref|NR_026021.1 
FCl 16S ribosomal RNA, partial sequence 3708907 3710374 Prosth 
microbia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiac 
3775376 3775273 1 104 gi|219846380|ref|NR_025971.1 
in KS-1 16S ribosomal RNA, partial sequence 3774462 377592 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
3833068 3832987 1 82 gi|219846340|ref|NR_025930.1 
16S ribosomal RNA, partial sequence 3832173 3833552 Rumino 
ridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
4119336 4119233 1 104 gi|219846138|ref|NR_025728.1 
bosomal RNA, partial sequence 4118405 41199 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4136116 4136013 1 104 gi|219846123|ref|NR_025713.1 
rain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
cteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 
4137682 4137579 1 104 gi|219846122|ref|NR_025712.1 
ribosomal RNA, partial sequence 4136739 41382 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4139247 41391441 104 gi|219846121|ref|NR_025711.1 
in EA-1 16S ribosomal RNA, partial sequence 4138305 413982 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
4140814 41407111 104 gi|219846120|ref|NR_025710.1 
n Ar-1343 16S ribosomal RNA, partial sequence 4139871 414138 
ria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatace 
4142378 4142275 1 104 gi|219846119|ref|NR_025709.1 
ribosomal RNA, partial sequence 4141437 41429 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4143944 41438411 104 gi|219846118|ref|NR_025708.1 
ribosomal RNA, partial sequence 4143001 41445 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4150206 4150103 1 104 gi|219846114|ref|NR_025704.1 
ribosomal RNA, partial sequence 4149264 41507 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4151762 4151659 1 104 gi|219846113|ref|NR_025703.1 
ibosomal RNA, partial sequence 4150819 41521 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4153190 4153087 1 104 gi|219846112|ref|NR_025702.1 
ribosomal RNA, partial sequence 4152247 41537 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4154755 4154652 1 104 gi|219846111|ref|NR_025701.1 
ribosomal RNA, partial sequence 4153813 41553 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4156321 4156218 1 104 gi|219846110|ref|NR_025700.1 
ibosomal RNA, partial sequence 4155378 41568 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4157886 4157783 1 104 gi|219846109|ref|NR_025699.1 
in DF-1 16S ribosomal RNA, partial sequence 4156944 415845 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
4159452 4159349 1 104 gi|219846108|ref|NR_025698.1 
bosomal RNA, partial sequence 4158509 41600 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4164049 4163946 1 104 gi|219846105|ref|NR_025695.1 
6S ribosomal RNA, partial sequence 4163118 41646 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4174730 4174627 1 104 gi| 219846097 |ref|NR_025687.1 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 417528 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmata 
4180883 4180780 1 104 gi|219846092|ref|NR_025682.1 
mal RNA, partial sequence 4179947 41814 
Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4185386 4185283 1 104 gi|219846086|ref|NR_025676.1 
mal RNA, partial sequence 4184459 4185949 Entomoplasma 
Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
212391 212289 1 103 gi|265678921|ref|NR_029229.1 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 21296 
Clostridiales; Clostridiaceae; Clostridium. 
303466 303374 1 93 gi| 265678858 |ref|NR_029164.1 
strain B-3 16S ribosomal RNA, partial sequence 302503 30397 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
335688 335578 1 111 gi|265678834|ref|NR_029139.1 


455348 Bacteria_16S 
subtile strain F395 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; 


Prosthecobacter 
ecobacter dejongeii 
eae; Prosthecobacter. 

Mycoplasma 
7 Mycoplasma 


Ruminococcus bromii 
coccus bromii Bacteria; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


Clostridium baratii 


8 Clostridium baratii Bacteria; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Bifidobacterium 


334755 336267 Bifidobacterium subtile 


Bifidobacteriales; 


Bifidobacteriaceae 


Bifidobacterium. 


’ 


455348 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


455348 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


psychraerophilum 
psychraerophilum 
Bifidobacterium. 


455348 Bacteria_16S 


IMMIB R-145 16S r 


strain 3wC2 16S r 
Firmicutes; Clost 


455348 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


C91 16S ribosomal 
Proteobacteria; B 


melanesiensis str 
melanesiensis BI4 


455348 Bacteria_16S 


strain E58 16S ri 


strain CCM 132 16 


337255 337145 1 


338819 338709 1 


442446 442336 1 


544838 544733 1 


590272 590170 1 
ridia; Clostridiales; 
631274 631176 13 
1179851 11797451 
RNA, partial sequence 
1332549 1332467 3 
29 Bacteria; 
1367345 1367235 1 


bosomal RNA, 


1461233 1461127 1 


1833372 1833262 1 


Thermotogae; 


111 


111 


111 


107 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
455348 Bacteria_16S 


103 


ibosomal RNA, partial sequence 
Clostridiaceae; 


111 


107 


1178919 1180416 Nitrosomonas eutropha 
itrosomonadaceae; 


85 


111 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 
455348 Bacteria_16S 


107 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
455348 Bacteria_16S 


111 


gi 


gi 


RA161 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; 
455348 Bacteria_16S 
strain T16 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales; 


gi 


265678833 


n B 3028 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


265678832 
33788 


265678760 
sequence 


Bifidobacteriales; 


Bifidobacteriales; 


NR_029138.1 
336318 337835 


ref 


NR_029137.1 


ref|NR_029065.1 
441527 442954 


Parascardovia 
Parascardovia 


Bifidobacteriaceae; 


Bifidobacterium 


6 339399 Bifidobacterium saeculare 
Bifidobacteriaceae; 


Bifidobacterium. 
Bifidobacterium 
Bifidobacterium 


Bifidobacteriaceae; 


gi| 265678689 |ref|NR_028994.1| Nocardia puris strain 

543951 545424 Nocardia puris Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 

gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 

589361 590795 Clostridium colicanis Bacteria; 
Clostridium. 

gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 


000 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 
455348 Bacteria_16S 


gi 


etaproteobacteria; Nitrosomonadales; N 
455348 Bacteria_16S 


gi 
gi 
13 


gi 


63034 


228717704 


228721494 


ain BI429 16S ribosomal RNA, partial sequence 
Thermotogales; 


228718799 
66379 13679 


224581412 


1460297 14618 


gi 


scardovii strain CCUG 13008 16S ribosomal RNA, partial 


scardovii Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacterium. 


455348 Bacteria_16S 


2254690 2254604 1 


87 


gi 


219878313 
sequence 


Bifidobacteriales; 


219857563 


acetigenes strain Lup33 16S ribosomal RNA, partial sequence 22537 


Bacteria; 
Sporanaerobacter. 


455348 Bacteria_16S 


strain SMCC W459 
Firmicutes; Clost 


455348 Bacteria_16S 


strain M17C 16S r 


455348 Bacteria_16S 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 
nigrifaciens Bacteria; 


Pseudoalteromonas 


455348 Bacteria_16S 
neopropionicum strain DSM 3847 16S ribosomal RNA, 
neopropionicum Bacteria; 
455348 Bacteria_16S 


Firmicutes; 


Clostridia; 


2599027 2598941 1 


Clostridiales; 


87 


gi 


Clostridiales Family 


219857269 


16S ribosomal RNA, partial sequence 2598095 25994 


ridia; Clostridiales; 
3377981 3377883 13 


111 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


3421821 3421738 1 


Proteobacteria; 


3527402 3527317 1 


Firmicutes; 
3550492 3550390 1 


Clostridia; 


85 


87 


103 


Peptococcaceae; 


gi 


219846664 


3377063 33785 


gi 


Gammaproteobacteria; 


gi 


gi 


219846630 
sequenc 
Alter 


219846558 


complete sequen 
Clostridiales; 


Cc 
219846543 


paraputrificum strain ATCC 25780 16S ribosomal RNA, partial seque 


paraputrificum Bacteria; 
455348 Bacteria_16S 


strain HAR-13 16S 


Hymenobacter. 


455348 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; 


Clostridia; 
455348 Bacteria_16S 


Firmicutes; 
3895702 3895592 1 
ribosomal RNA, 


19006 18925 Kt 
Bacteroidetes; 


166420 166335 1 


Clostridia; 


111 


complete sequence 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 
455348 Bacteria_16S 
roseosalivarius strain AA718 16S ribosomal RNA, partial 
roseosalivarius Bacteria; 


82 


Sphingobacteria; 


86 


Clostridiales; 


gi 


Cc 
219846298 


3894733 38962 


gi 


gi 


265679051 
sequence 
Sphingo 


265678952 


6S ribosomal RNA, partial sequence 165488 16699 


Clostridiales; 
184606 184526 1 


1787 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 
455348 Bacteria_16S 


Clostridiales; 
189276 189195 1 


82 


Clostridiaceae; 


gi 


Clostridiu 
265678940 


183663 185179 Clost 


82 


Clostridiaceae; 


gi 


Clostridiu 
265678937 


Micrococcineae; 


Thermotogaceae; 


ref|NR_027566.1 


ref|NR_027617.1 
1331586 133309 
Thermos 
ref|NR_027576.1 
26 Chlamydophila 
ref|NR_027193.1 
Micrococcaceae 
ref|NR_025452.1 

1832458 183383 
Bifidoba 


ref|NR_025151.1 
47 2255269 Sporan 
XI. 


ref|NR_024900.1 


ref|NR_026256.1 
; Dermacoccaceae 
ref|NR_026222.1 
e 3420894 342232 
omonadales; Pseu 


ref |NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref|NR_026135.1 
nce 354957 
lostridiaceae; C 
ref|NR_025888.1 


ref|NR_029359.1 

18082 19577 
bacteriales; Fle 
ref |NR_029260.1 


m. 


ref|NR_029248.1 


mM. 


9 631823 Kytococcus schroeteri 
Dermacoccaceae; 


Kytococcus. 
Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Thermosipho 
7 Thermosipho 
ipho. 

Chlamydophila pecorum 
pecorum E58 Bacteria; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 
Bifidobacterium 

7 Bifidobacterium 

cteriaceae; 


Sporanaerobacter 
aerobacter acetigenes 


Incertae Sedis; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
Desulfotomaculum. 


Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


; Kytococcus. 
Pseudoalteromonas 

9 Pseudoalteromonas 

doalteromonadaceae; 


Clostridium 

8 Clostridium 
lostridium. 
Clostridium 

2 3551038 Clostridium 
lostridium. 

Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Hymenobacter 
Hymenobacter 
xibacteraceae; 


Clostridium tetani 


5 Clostridium tetani Bacteria; 


Clostridium nexile DSM 


ridium nexile DSM 1787 Bacteria; 


ref|NR_029245.1 


Clostridium 


aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 


aminovalericum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Cc 


lostridiaceae; C 


lostridium. 


455348 Bacteria_16S 


strain 22 16S rib 
Firmicutes; Clost 


455348 Bacteria_16S 


argentinense stra 
argentinense Bact 


455348 Bacteria_16S 


strain 2502 16S r 


201523 201411 1 

osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
207732 207647 1 86 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
226059 225959 1 102 gi 
ibosomal RNA, partial sequence 


114 gi 


265678929 
200572 20203 
mily XI. 
265678924 
al sequenc 
iales; 
265678912 
225125 22658 


ref 


ay 
ref 


Clo 
ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
455348 Bacteria_16S 229072 228972 1 102 gi|265678910|ref 
strain 47001 16S ribosomal RNA, partial sequence 228138 22959 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
455348 Bacteria_16S 535718 535637 1 82 gi| 265678695 |ref 
strain NO-502 16S ribosomal RNA, partial sequence 534808 53626 


Bacteroidetes; Sp 


455348 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


455348 Bacteria_16S 


thermohalophila s 
thermohalophila B 


455348 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


455348 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


455348 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


455348 Bacteria_16S 


stercorihominis D 
stercorihominis D 


455348 Bacteria_16S 


NS12 16S ribosoma 
Sphingobacteria; 


455348 Bacteria_16S 


obscurus DSM 4316 
43160 Bacteria; A 
Geodermatophilus. 


455348 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


455348 Bacteria_16S 
16S ribosomal RNA, partial sequence 1617815 16192 


strain LMG 21970 
Bacteroidetes; Sp 


455348 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


455348 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


455348 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


455348 Bacteria_16S 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


455348 Bacteria_16S 


aerophilus strain 
aerophilus Bacter 


455348 Bacteria_16S 


sublithincola str 
sublithincola Bac 


ridia; Halanaerobiales; Halobacteroida 
976606 976525 1 82 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Sap 
1182881 1182796 1 86 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1249396 12493151 82 gi 
1 RNA, partial sequence 
Sphingobacteriales; Flexibacteraceae; 
1344769 1344696 12 85 gi 
0 16S ribosomal RNA, partial sequence 
ctinobacteria; Actinobacteridae; Actin 


ro 


qu 
di 


Ru 


1617215 1617134 1 82 gi 


hingobacteria; Sphingobacteriales; Cyclo 
1620261 1620180 1 82 gi 
n LMG 21971 16S ribosomal RNA, partial 


ria; Bacteroidetes; Sphingobacteria; S 


s 
ph 


1621784 1621703 1 82 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1 
Sp 


1684206 1684121 1 86 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1818117 1818036 1 82 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


rt 
tr 


al 
Ss 


1906295 1906214 1 82 gi 
I/26Corl1 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; Sp 
2423478 2423397 1 82 gi 
ain QSSC9-3 16S ribosomal RNA, partial 
teria; Bacteroidetes; Flavobacteria; F 


eq 
hi 


s 
la 


455348 Bacteria_16S 


2889906 2889821 1 86 gi 


ceae; 
265678393 
975693 97713 
228717350 
219857416 
1248510 1249867 Runel 
228721038 


omycetales 


219878465 


219878463 


219878462 


219878419 


219878324 


219878259 


219857443 


219856863 


ia. 
ref 


Oren 


spiraceae; L 


ref 


R 


ence 
a; Clostridi 
ref 
la z 
nella. 
ref 


13438 


’ 


Fr 


ref 


n LMG 21980 16S ribosomal RNA, partial sequence 
ria; Bacteroidetes; Sphingobacteria; Sphingobacteria 
1618738 1618657 1 82 gi| 219878464 |ref 


bacteriaceae 
ref 
equence 
ingobacteria 
ref 
sequence 
hingobacteri 
ref 
ence 
Clo 
ref 


ial sequ 
idiales; 


sequenc 
phingobacter 
ref 
uence 
ngobacterial 
ref 
equence 


vobacteriale 


e 206801 208304 
stri 


1 Mycobacterium 
Mycobacteri 


5 Mycobacterium 
i 


181973 11834 


50 1345331 Geode 


1616292 16177 


87 Algoriphagus 


1619338 16208 


1620861 16223 


e 1817180 18186 


1905456 19068 


2422553 24239 


NR_029237.1 


tae Sedis; 
NR_029232.1 


diaceae; 
NR_029220.1 


NR_029218.1 


Mycobacter 
NR_029000.1 


NR_028695.1 


ewinella. 
NR_027562.1 
3 
ales; Eubact 
NR_025004.1 
eae Bacteria 


NR_027601.1 
xr 
ankineae; Ge 
NR_025604.1 
6 
a 


les; Cyclob 


NR_025603.1 
; Algoriphag 
NR_025602.1 
1 
les; Cycloba 
NR_025601.1 
3 
ales; Cyclob 
NR_025558.1 

168328 
stridiaceae; 
NR_025463.1 
6 
iales; Flexi 
NR_025398.1 
1 
es; Flexibac 
NR_025031.1 
9 
s; Flavobact 


ref 


H 


Clo 


Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 
ncer 


elcococcus. 
Clostridium 
Clostridium 
stridium. 
Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 
Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


hingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

566319 566238 1 82 gi| 265678675 |ref|NR_028980.1| Chryseobacterium 
ain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

591790 591709 1 82 gi|265678658|ref|NR_028963.1| Anaerophaga 
train Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
acteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 

622152 622071 1 82 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

891695 891613 1 85 gi|265678450|ref|NR_028752.1| Orenia sivashensis 

ribosomal RNA, partial sequence 890778 892197 Orenia sivashensis Bacteria; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Anaerofustis 

4 Anaerofustis 
eriaceae; Anaerofustis. 
Runella zeae strain 
Bacteroidetes; 


v 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Algoriphagus 
4 Algoriphagus 


cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


Clostridium 

5 1684702 Clostridium 
Clostridium. 
Sporocytophaga 

7 Sporocytophaga 
bacteraceae; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Aequorivita 
1 Aequorivita 
eriaceae; Aequorivita. 


NR_024682.1 


Eubacterium budayi 


strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Eubacteriaceae; Eu 


bacterium. 


455348 Bacteria_16S 3218562 3218481 1 82 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

455348 Bacteria_16S 3483360 3483275 1 86 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 3705288 3705185 1 104 gi|219846433|ref|NR_026024.1| Prosthecobacter 
fusiformis strain FC4 16S ribosomal RNA, partial sequence 3704351 3705819 Prosthecobacter fusiformis 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
455348 Bacteria_16S 3903224 3903140 1 85 gi|219846293|ref|NR_025883.1| Cryptosporangium arvum 
strain IFO 15965 16S ribosomal RNA, partial sequence 3902319 3903783 Cryptosporangium arvum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; Cryptosporangium. 
455348 Bacteria_16S 3985167 3985086 1 82 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

455348 Bacteria_16S 4007452 40073711 82 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

455348 Bacteria_16S 4096754 4096673 1 82 gi|219846155|ref|NR_025745.1]| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

455348 Bacteria_16S 4099696 4099615 1 82 gi|219846153|ref|NR_025743.1]| Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

455348 Bacteria_16S 4161018 4160915 1 104 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
455348 Bacteria_16S 4236875 4236794 1 82 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
strain BA160 16S ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

455348 Bacteria_16S 35744 35661 1 85 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

455348 Bacteria_16S 123812 123728 1 85 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
455348 Bacteria_16S 282197 282105 1 93 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

455348 Bacteria_16S 391429 391345 1 85 gi|265678794|ref|NR_029099.1]| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

455348 Bacteria_16S 693479 693395 1 85 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
strain IS1B 16S ribosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 

455348 Bacteria_16S 735775 735691 1 85 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

455348 Bacteria_16S 890190 890106 1 85 gi|265678451|ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

455348 Bacteria_16S 1204079 1203995 1 85 gi| 228715356 |ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

455348 Bacteria_16S 1207123 1207039 1 85 gi|228715354|ref|NR_027526.1| Catenibacterium 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Catenibacterium mitsuokai DSM 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Catenibacterium. 
455348 Bacteria_16S 1280722 1280650 13 85 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

455348 Bacteria_16S 1329398 13293141 85 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

455348 Bacteria_16S 1330952 1330868 1 85 gi|219846082|ref|NR_025672.1| Bifidobacterium 


thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, 
Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


Bifidobacteriaceae; Bifidobacterium. 
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16S 2464153 2464069 1 85 gi| 219857407 |ref|NR_024995.1| Clostridium 

in DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 

eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 2569694 2569610 1 85 gi|219857288|ref|NR_024919.1| Clostridium 

ain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 

teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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69 Agromyces bracchium Bacteria; 
occineae; 


eae; Agromyces. 
Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
455348 Bacteria_16S 3364418 33643341 85 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
Verrucomicrobium. 

455348 Bacteria_16S 3411411 34113271 85 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

455348 Bacteria_16S 3415867 3415783 1 85 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 

455348 Bacteria_16S 3708325 3708241 1 85 gi|219846431|ref|NR_026022.1| Prosthecobacter 
vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
455348 Bacteria_16S 3712851 3712779 13 85 gi| 219846428 |ref|NR_026019.1]| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 

455348 Bacteria_16S 3714312 3714240 13 85 gi| 219846427 |ref|NR_026018.1]| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
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455348 Bacteria_16S 3918175 3918091 1 85 gi|219846282|ref|NR_025872.1 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 391873 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro: 
Micromonosporaceae; Spirilliplanes. 
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Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

455348 Bacteria_16S 155680 155594 1 87 gi|265678959|ref|NR_029267.1| Clostridium 
formicaceticum strain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
formicaceticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 744909 744835 8 82 gi|265678550|ref|NR_028854.1| Psychroflexus tropicus 
strain LAl 16S ribosomal RNA, partial sequence 744001 745418 Psychroflexus tropicus Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroflexus. 

455348 Bacteria_16S 837346 837241 1 107 gi| 265678488 |ref|NR_028791.1| Nocardia fluminea 
strain S1 16S ribosomal RNA, partial sequence 836449 837910 Nocardia fluminea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

455348 Bacteria_16S 2058883 2058780 1 104 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 2533728 2533614 1 115 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

455348 Bacteria_16S 2922019 2921937 1 82 gi|219856842|/ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

455348 Bacteria_16S 2982482 2982372 1 111 gi|219846935|ref|NR_026527.1| Chlamydophila 
pneumoniae strain TW-183 16S ribosomal RNA, partial sequence 2981577 2983055 Chlamydophila 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

455348 Bacteria_16S 3031020 3030962 1 59 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
strain I50 16S ribosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

455348 Bacteria_16S 3066000 3065919 1 82 gi|219846878|ref|NR_026470.1| Hymenobacter 
actinosclerus strain 1187 16S ribosomal RNA, partial sequence 3065078 3066522 Hymenobacter 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

455348 Bacteria_16S 4218714 4218608 1 107 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

455348 Bacteria_16S 129795 129714 1 82 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
strain ES2772 16S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

455348 Bacteria_16S 227566 227466 1 102 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

455348 Bacteria_16S 230580 230480 1 102 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
455348 Bacteria_16S 268605 268501 1 106 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

455348 Bacteria_16S 324830 324749 1 82 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

455348 Bacteria_16S 326360 326279 1 82 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

455348 Bacteria_16S 327884 327803 1 82 gi|265678842|ref|NR_029147.1| Prevotella oulorum 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

455348 Bacteria_16S 417715 417614 3 104 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
455348 Bacteria_16S 729752 729671 1 82 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

455348 Bacteria_16S 941116 941035 1 82 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
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Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

455348 Bacteria_16S 1110179 1110096 1 85 gi|265678302|ref|NR_028604.1| Collinsella 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 

455348 Bacteria_16S 1273431 1273350 1 82 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

455348 Bacteria_16S 1274853 1274772 1 82 gi|219846219|ref|NR_025809.1| Sejongia antarctica 


strain AT1013 16S 


ribosomal RNA, partial sequence 


1273959 12753 


12 Sejongia antarctica Bacteria; 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

455348 Bacteria_16S 1295938 1295857 1 82 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

455348 Bacteria_16S 1361369 1361281 14 103 gi|228719712|ref|NR_027584.1| Acidimicrobium 
ferrooxidans DSM 10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidimicrobium ferrooxidans 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicrobineae; 
Acidimicrobiaceae; Acidimicrobium. 

455348 Bacteria_16S 1392954 1392853 3 104 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 
strain MP145 16S ribosomal RNA, partial sequence 1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

455348 Bacteria_16S 1786050 1785969 1 82 gi|219878345|ref|NR_025484.1| Dysgonomonas mossii 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgonomonas mossii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

455348 Bacteria_16S 1920007 1919926 1 82 gi|219878248|ref|NR_025387.1| Chryseobacterium 
joostei strain LMG 18212 16S ribosomal RNA, partial sequence 1919085 1920553 Chryseobacterium 
joostei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 
455348 Bacteria_16S 1921515 1921434 1 82 gi| 219878247 |ref|NR_025386.1| Chryseobacterium 
scophthalmum strain LMG 13028 16S ribosomal RNA, partial sequence 1920604 1922061 Chryseobacterium 
scophthalmum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

455348 Bacteria_16S 2046578 2046497 1 82 gi|219878161|ref|NR_025300.1| Prevotella albensis 
strain M384 16S ribosomal RNA, partial sequence 2045623 2047117 Prevotella albensis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

455348 Bacteria_16S 2394350 2394269 1 82 gi|219857464|ref|NR_025052.1| Porphyromonas gulae 
strain Loup-1 16S ribosomal RNA, partial sequence 2393419 2394884 Porphyromonas gulae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

455348 Bacteria_16S 2700561 2700480 1 82 gi|219857188|ref|NR_024816.1| Prevotella salivae 
strain EPSA11 16S ribosomal RNA, partial sequence 2699606 2701098 Prevotella salivae Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

455348 Bacteria_16S 2702101 2702020 1 82 gi|219857187|ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

455348 Bacteria_16S 3016001 3015920 1 82 gi|219846913|ref|NR_026505.1| Dysgonomonas gadei 
strain 1145589 16S ribosomal RNA, partial sequence 3015068 3016531 Dysgonomonas gadei Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 

455348 Bacteria_16S 3145547 3145466 1 82 gi|219846825|ref|NR_026417.1| Prevotella pallens 
strain 10371 16S ribosomal RNA, partial sequence 3144616 3146069 Prevotella pallens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

455348 Bacteria_16S 3409863 3409782 1 82 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
strain ATCC 51270 16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

455348 Bacteria_16S 3547439 3547358 1 82 gi| 219846545 |ref|NR_026137.1| Porphyromonas cansulci 
strain VPB 4875 16S ribosomal RNA, partial sequence 3546505 3547987 Porphyromonas cansulci Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

455348 Bacteria_16S 3548971 3548890 1 82 gi|219846544|ref|NR_026136.1| Porphyromonas 
cangingivalis strain VPB 4874 16S ribosomal RNA, partial sequence 3548038 3549521 Porphyromonas 
cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
455348 Bacteria_16S 3573281 3573200 1 82 gi|219846527|ref|NR_026119.1| Prevotella intermedia 
strain B422 16S ribosomal RNA, partial sequence 3572354 3573812 Prevotella intermedia Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

455348 Bacteria_16S 3615995 3615895 1 102 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
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Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

455348 Bacteria_16S 12869 12785 A 85 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

455348 Bacteria_16S 15915 15831 1 85 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 Leptospira interrogans 
Bacteria; Spirochaetes; Spirochaetales; Leptospiraceae; Leptospira. 

455348 Bacteria_16S 34353 34269 1 85 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 

455348 Bacteria_16S 181500 181408 1 93 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 186178 186087 1 93 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

455348 Bacteria_16S 216972 216880 1 93 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

455348 Bacteria_16S 279238 279182 3 59 gi|265678874|ref|NR_029180.1| Mycoplasma gateae 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycoplasma gateae Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

455348 Bacteria_16S 1098045 1097961 1 85 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

455348 Bacteria_16S 1166233 1166142 1 93 gi|228720470|ref|NR_027592.1| Clostridium spiroforme 


DSM 1552 16S ribo 
Firmicutes; Erysi 
455348 Bacteria_16S 
DSM 12563 16S rib 
Spiroch 
455348 Bacteria_16S 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 


Bacteria; 


inopinata strain 
Bacteria; 


strain MK405 16S 


Tenericutes; Moll 
455348 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


455348 Bacteria_16S 
phocicerebrale st 
phocicerebrale Ba 
455348 Bacteria_16S 
gottschalkii stra 
gottschalkii Bact 


Anaerobranca. 


455348 Bacteria_16S 
viterbiensis stra 
viterbiensis Bact 
455348 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


455348 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


455348 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


455348 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


Firmicu 
455348 Bacteria_16S 


1178326 1178242 1 
osomal RNA, partial sequence 
aetes; 


85 gi 


1632364 1632280 1 85 gi 


2201596 2201540 3 59 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2279355 2279299 3 59 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2282377 2282321 3 59 gi 
rain 1049 16S ribosomal RNA, partial s 


gi 


2397294 23972101 85 gi 


eria; Firmicutes; Clostridia; 


2406439 2406355 1 85 gi 
Firmicutes; Clostridia; 

2477731 2477675 3 59 
osomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
2479203 2479147 3 59 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480712 2480656 3 59 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


eria; 
gi 


2482222 2482166 3 59 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Spirochaetales; Brachyspiraceae 


cteria; Tenericutes; Mollicutes; Mycop 
in LBS3 16S ribosomal RNA, partial seq 
Clostrid 


in JW/MS-VS5 16S ribosomal RNA, partia 
Clostrid 


somal RNA, partial sequence 1165300 1166687 Clost 
pelotrichi; Erysipelotrichales; Erysip 


elotrichac 
228718030 


1177428 11788 
Brachysp 


219878455 
ence 16314 
es; 

219857598 


2200688 22021 


219857547 


2278443 22799 


219857545 
equence 

la 
219857462 
uence 
iales; Clo 
219857456 
1 sequence 
iales; Clo 
219857398 


2476824 24782 


219857397 


2478295 24797 


219857396 


2479798 24812 


219857395 


Erysip 


smatacea 


ridi 
eae. 
ref 


are. 
ref 


elot 


ref 


ref 


ref 


e; M 
ref 


stri 


ref 


stri 


ref 


ref 


ref 


ref 


20 1632923 Erysi 


2281465 22829 


2396386 23978 


2405537 24070 


um spirofor 


NR_027570.1 


NR_025594.1 


richaceae; 
NR_025186.1 


NR_025135.1 


NR_025133.1 
3 
ycoplasma. 
NR_025050.1 
1 
diales Famil 
NR_025044.1 
1 
diaceae; Cal 
NR_024986.1 


NR_024985.1 


NR_024984.1 


NR_024983.1 


Pp 
E 


me DSM 1552 Bacteria; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Caloramator 

6 Caloramator 
oramator. 

Mycoplasma indiense 


44 Mycoplasma indiense Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma faucium 


2481316 2482774 Mycoplasma faucium Bacteria; 


455348 Bacteria_16S 2485245 2485189 3 


59 


strain TB 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 2486764 2486708 3 


strain PG13 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 2488277 2488221 3 


strain CH20247 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 
strain M432/72 16 
Tenericutes; Moll 
455348 Bacteria_16S 


2489790 2489734 3 


2491301 2491245 3 


59 


59 


59 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


59 


strain 1219 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 


gi| 219857393 
2484337 24857 


gi| 219857392 
2485849 24873 


gi| 219857391 
2487368 24888 


gi| 219857390 
2488881 24903 


gi| 219857389 
2490394 24918 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 
ref|NR_024980.1| Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


455348 Bacteria_16S 2886858 2886774 1 85 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

455348 Bacteria_16S 3034082 3033990 1 93 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

455348 Bacteria_16S 3043264 30431811 85 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 
strain lacT 16S ribosomal RNA, partial sequence 3042319 3043795 Desulfovibrio zosterae Bacteria; 


Proteobacteria; 


455348 Bacteria_16S 3690308 3690252 3 


Deltaproteobacteria; Desulfovibrionales; 


59 


strain UIA 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


455348 Bacteria_16S 3724921 3724838 1 


verrucosospora strain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3726382 3726299 1 


Thermomonosporaceae; 
455348 Bacteria_16S 


rugatobispora strain IFO 14382 16S ribosomal RNA, parti 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3729289 3729206 1 


Thermomonosporaceae; 
455348 Bacteria_16S 


icutes; Mycoplasmataceae; Mycoplasma. 


85 


85 


gi|219846444 
3689398 36908 


219846418 
sequence 
Actino: 


gi 


219846417 
al sequenc 


gi 


Desulfovibrionaceae; 


Actinomycetales; 


Desulfovibrio. 
ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


ref|NR_026009.1| Actinomadura 
3724040 3725450 Actinomadura 
mycetales; Streptosporangineae; 


ref|NR_026008.1| Actinomadura 
e 3725501 3726906 Actinomadura 
Streptosporangineae; 


85 gi 


219846415 


ref|NR_026006.1 


Actinomadura 


luteofluorescens 
luteofluorescens 


Bacteria; Actinobacteria; Actinobacter 


strain 04745 16S ribosomal RNA, partial 


id 


ae; 


sequence 


3728410 3729818 Actinomadura 
Actinomycetales; Streptosporangineae; 


Thermomonosporaceae; Actinomadura. 
455348 Bacteria_16S 3730744 3730661 1 
libanotica strain 


Actinocorallia. 
3732201 3732118 1 


Thermomonosporaceae; 
455348 Bacteria_16S 
strain IFO 14679 


Actinomadura. 
455348 Bacteria_16S 
strain IFO 14094 


3743894 3743811 1 


455348 Bacteria_16S 
strain IFO 14745 


3748284 3748200 1 


455348 Bacteria_16S 3752855 3752799 3 


85 


IFO 14095 16S ribosomal RNA, partial 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 


85 


16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 


85 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 


59 


strain 275c 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


455348 Bacteria_16S 3758903 3758847 3 


icutes; Mycoplasmataceae; Mycoplasma. 


59 


strain PG51 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


455348 Bacteria_16S 3799579 3799523 3 


icutes; Mycoplasmataceae; Mycoplasma. 


59 


strain PS6 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 
455348 Bacteria_16S 
parahaemolyticus 
parahaemolyticus 
Haemophilus. 

455348 Bacteria_16S 


3824029 3823946 1 
Bacteria; 


3957214 39571301 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 39562 
ae; Aquificales; Aquificaceae; Hydrogenobaculum. 


Bacteria; Aquific 
455348 Bacteria_16S 4101166 4101082 1 
tainanensis strain S1 16S ribosomal RNA, 


icutes; Mycoplasmataceae; Mycoplasma. 


85 


strain 536 16S ribosomal RNA, complete 
Proteobacteria; 


85 


85 


complete sequence 


Gammaproteobacteria; 


219846414 
sequence 
Actinomyce 


gi 


gi|219846413 


Streptosporang 
gi| 219846405 


Streptosporang 
gi|219846402 


Streptosporang 
gi| 219846397 
3751943 37534 


gi| 219846393 
3757993 37594 


gi| 219846363 
3798661 38001 


219846347 
sequence 


gi 
P 


gi|219846254 


ref|NR_026005.1| Actinocorallia 
3729869 3731272 Actinocorallia 
tales; Streptosporangineae; 


ref|NR_026004.1| Actinomadura coerulea 
31 Actinomadura coerulea Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_025996.1| Nonomuraea ferruginea 
34 Nonomuraea ferruginea Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref |NR_025993.1| Nonomuraea africana 

20 Nonomuraea africana Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025988.1| Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025954.1| Mycoplasma agassizii 
02 Mycoplasma agassizii Bacteria; 


ref |NR_025938.1| Haemophilus 
3823071 3824547 Haemophilus 
asteurellales; Pasteurellaceae; 


ref|NR_025844.1| Hydrogenobaculum 
75 3957710 Hydrogenobaculum acidophilum 


219846152 
41002 


gi 


ref|NR_025742.1| Chitinibacter 
22 4101735 Chitinibacter tainanensis 


Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 


455348 Bacteria_ 


strain P43/6/78 1 
Spi 


Spirochaetes; 
455348 Bacteria_ 
strain Kol5a 16S 


Aquificae; Aquifi 


455348 Bacteria_ 


strain 9A01 16S r 
G 


Proteobacteria; 
455348 Bacteria_ 


strain B2 16S rib 
G 


Proteobacteria; 
455348 Bacteria_ 


VR1 16S ribosomal 
Gammaproteobacter 
455348 Bacteria_1 


strain BARC318 16 


Tenericutes; Moll 
455348 Bacteria_1 


strain HI 11/12 1 


Bacteria; Aquific 
455348 Bacteria_1 
strain 4-0 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
455348 Bacteria_1 
strain 852 16S ri 
Tenericutes; Moll 
455348 Bacteria_1 
caldilitoris stra 
caldilitoris Bact 
455348 Bacteria_16S 
subterraneus stra 
subterraneus Bact 
455348 Bacteria_16S 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 


hydrogenophilus s 


hydrogenophilus B 
455348 Bacteria_16S 
strain LX 16S rib 


Tenericutes; Moll 


455348 Bacteria_16S 
strain S-16 16S r 


Tenericutes; Moll 


455348 Bacteria_16S 
strain A288 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


455348 Bacteria_16S 
rain KMM 3525 16S ribosomal RNA, parti 
Sphingobacteria 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


455348 Bacteria_16S 


strain ATCC 43185 
Bacteroidetes; Ba 


455348 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


455348 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


strain PG14 16S r 
Tenericutes; Moll 


455348 Bacteria_16S 


ATCC 49989 strain 
ATCC 49989 Bacter 


455348 Bacteria_16S 


stercoricanis str 
stercoricanis Bac 


455348 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


16S 4188455 41883711 85 gi 


6S ribosomal RNA, partial sequence 41 


S ribosomal RNA, complete sequence 98 
icutes; Entomoplasmatales; 
6S 1231249 12311461 

6S ribosomal RNA, 


104 gi 


6S 1781597 1781495 1 104 
bosomal RNA, partial sequence 


gi 


6S 2280871 2280788 3 86 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
6S 2690115 2690012 1 104 gi 


gi 


2823770 2823667 1 104 gi 


2996164 2996061 1 104 gi 


3786010 3785927 3 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
274689 274635 3 57 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
405252 405147 1 107 gi 
ibosomal RNA, partial sequence 


86 gi 


2759012 2758954 1 59 gi 


cteria; Bacteroidetes; 
3393123 3393042 1 82 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; 
288260 288159 3 104 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
780757 780652 1 106 gi 
ribosomal RNA, partial sequence 


803806 803705 3 104 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


rochaetales; Brachyspiraceae; Brachysp 


Entomoplasmataceae; 


complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermoc 


1780670 17821 
2279959 22814 
in IBSK3 16S ribosomal RNA, partial se 


eria; Aquificae; Aquificales; Aquifica 


in HGP1 16S ribosomal RNA, partial seq 


eria; Aquificae; Aquificales; Aquifica 


3785096 37865 


273748 27524 


404351 40583 
Stre 


Bacteroidace 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
455348 Bacteria_16S 
802889 80433 


1505128 1505043 1 86 gi| 219846440 
164-47 16S ribosomal RNA, partial sequence 
ia; Firmicutes; Clostridia; Clostridiales; Eubac 
1623307 1623226 1 82 gi|219878461 
ain 5BAC4 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Betaproteobacteria; Burkh 
2198601 2198500 3 104 gi|219857600 


219846084 
87537 41889 
ira. 


1620 98314 
E 
219878275 


rinis. 
219878349 


ococcineae 
219857546 


219857196 
quence 

ceae; Hydr 
219856908 
uence 

ceae; Hydr 
219846926 
sequence 
icaceae; H 
219846373 


265678877 


265678785 
ptosporang 


219857147 
al sequenc 
; Sphingob 
219846650 

33921 
ae; Bacter 
265678868 

28734 


265678525 


265678510 


ref|NR_025674.1 


1 Entomoplasma 
ntomoplasma. 

ref|NR_025414.1 
93 Thermocrinis 


ref |NR_025488.1 


7 Mi 
ref 


crococcacea 
NR_025134.1 


NR_024824.1 
2689164 269065 
ogenivirga. 
ref|NR_024729.1 
2822817 282431 
ogenobacter. 
ref|NR_026518.1 

2995219 299673 
ydrogenobacter. 
ref|NR_025964.1 


ref|NR_029183.1 


ref|NR_029090.1 
0 Actinomadura 
ineae; Thermomon 
ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


ref |NR_026242.1 
91 3393612 Bacter 
oides. 
ref|NR_029174.1 
1 288773 Mycopl 


ref|NR_028829.1 
7 Acholeplasma 
eplasma. 


ref|NR_028813.1 


ref |NR_026031.1 
1504208 150555 
teriaceae; Eubac 
ref|NR_025600.1 
1622384 162383 
olderiales; Alca 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


16S 291382 291279 1 104 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 
ribosomal RNA, partial sequence 290399 291962 Aquifex pyrophilus Bacteria; 

cales; Aquificaceae; Aquifex. 
16S 747703 747602 1 104 gi|265678548|ref|NR_028852.1| Acinetobacter gerneri 
ibosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
16S 753203 753102 1 104 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
osomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
16S 769900 769821 1 79 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 

ia; Vibrionales; Vibrionaceae; Vibrio. 

6S 982569 982466 1 104 gi| 265678389 |ref|NR_028691.1| Entomoplasma freundtii 


freundtii Bacteria; 


Thermocrinis albus 


albus DSM 14484 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 
e 


; Citricoccus. 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Hydrogenivirga 
5 Hydrogenivirga 


Hydrogenobacter 
3 Hydrogenobacter 


Hydrogenobacter 
2 Hydrogenobacter 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Actinomadura meyerae 


meyerae Bacteria; 


osporaceae; 


Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Bacteroides caccae 
Oides caccae Bacteria; 


Mycoplasma felis 
asma felis Bacteria; 


Acholeplasma axanthum 


axanthum Bacteria; 


Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Eubacterium saphenum 
0 Eubacterium saphenum 
terium. 

Sutterella 

8 Sutterella 
ligenaceae; Sutterella. 


ref |NR_025188.1 


Mycoplasma oxoniensis 


2197691 2199139 Mycoplasma oxoniensis Bacteria; 


455348 Bacteria_16S 
strain MX9 16S ri 
Tenericutes; Moll 
455348 Bacteria_16S 
strain 486 16S ri 
Tenericutes; Moll 
455348 Bacteria_16S 
gallopavonis stra 
Teneric 
455348 Bacteria_16S 


Bacteria; 
strain 462/2 16S 
Tenericutes; Moll 
Tenericutes; Moll 


strain MMP-4 16S 
Tenericutes; Moll 


455348 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


455348 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


455348 Bacteria_16S 
strain 1340 16S r 


Tenericutes; Moll 


Desulfovibrio. 


455348 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


strain M165/69 16 
Tenericutes; Moll 


strain PG43 16S r 
Tenericutes; Moll 


strain UC/MF 16S 
Tenericutes; Moll 


Brevibacterium. 


455348 Bacteria_16S 


strain HO14 16S r 
Spirochaetes; Spi 


455348 Bacteria_16S 
in XIL11 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; Actinomyceta 


xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae 


455348 Bacteria_16S 


geysericola strai 
geysericola Bacte 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


455348 Bacteria_16S 


strain DSM 176 16 
Proteobacteria; G 


lagogenitalium st 
lagogenitalium Ba 


2200100 2199999 3 


2204631 2204530 3 


2206130 2206029 3 


2207643 2207542 3 


2209158 2209057 3 


2212185 2212084 3 


icutes; 
2213685 2213584 3 


icutes; 
2215183 2215082 3 


icutes; 
2216683 2216582 3 


3379531 3379448 1 


3751342 3751241 3 


3754382 3754281 3 


3755897 3755796 3 


3780037 3779936 3 


3784537 3784436 3 


163238 163155 1 


311147 311064 1 
rochaetales; 


397515 397432 1 


; Cellulomonas. 

978050 977966 1 
1338585 1338503 1 
4 Bacteria; 


2025158 2025074 1 
S ribosomal RNA, 


2203118 2203062 3 


2210672 2210616 3 


Proteobacteria; 


104 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


104 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


104 


104 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
455348 Bacteria_16S 
strain H831 16S r 


104 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
455348 Bacteria_16S 


104 


ribosomal RNA, partial sequence 


104 


ribosomal RNA, partial sequence 
Mycoplasmataceae; Mycoplasma. 


104 


ribosomal RNA, partial sequence 


104 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
455348 Bacteria_16S 
termitidis strain 
termitidis Bacter 


85 


104 


104 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
455348 Bacteria_16S 


104 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
455348 Bacteria_16S 


104 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
455348 Bacteria_16S 
leonicaptivi strain 3L2 16S ribosomal RNA, partial sequence 3783621 3785045 Mycopl 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
455348 Bacteria_16S 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevib 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


104 


85 


85 


ibosomal RNA, partial sequence 


85 


complete s 


85 


85 


85 


59 


59 


gi 


2199190 22006 


gi 


2203720 22051 


gi 


gi 


2206719 22081 


gi 


2208244 22096 


gi 


2211275 22127 
Mycoplasmataceae; Mycoplasma. 


gi 


2212774 22142 


gi 


2214274 22157 
Mycoplasmataceae; Mycoplasma. 


gi 


2215772 22172 


gi 


DSM 5308 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Deltaproteobacteria; 


gi 


ain Y-98 16S ribosomal RNA, partial sequence 
teria; Tenericutes; Mollicutes; Mycoplasmataceae; 
455348 Bacteria_16S 


gi 


3753459 37549 


gi 


3754983 37564 


gi 


3779118 37805 


gi 


gi 


gi 


310195 31168 
Spirochaetaceae; Borrelia; 


gi 


gi 


n GC-42 16S ribosomal RNA, partial sequence 
ria; Chloroflexi; Herpetosiphonales; Herpetosiphonac 
455348 Bacteria_16S 


gi 


ain CH34 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


gi 


complete sequence 2024259 20257 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
455348 Bacteria_16S 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; M 
455348 Bacteria_16S 
strain CH 16S ribosomal RNA, partial sequence 


gi 


gi 


219857599 


219857596 


219857595 


219857594 


219857593 


219857591 


219857590 


219857589 


219857588 


219846663 


219846398 


219846396 


219846395 


219846377 


219846374 


265678954 


265678853 


Borrelia 
265678790 
equence 


265678392 


228721484 


219857592 


Micrococ 


ref 


ref 


ref 


in WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycopl 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ref 


ref 


ref 


ref 


ref 


ref 


3378593 338009 
Desulfovibr 


ref 


3750418 375189 


My’ 
ref 


ref 


ref 


ref 


ref 


ref 


bur 
ref 


396579 398094 


ref 


977181 978580 


ref 


Burkholderiales; 

219878179 |ref|NR_025318.1 
08 Isochromatium 
Isochromatium. 
219857597|ref|NR_025185.1 

equence 2202199 220366 


1337638 133913 


NR_025187.1 


NR_025184.1 


NR_025183.1 


NR_025182.1 


NR_025181.1 


NR_025179.1 


NR_025178.1 


NR_025177.1 


NR_025176.1 


NR_026255.1 
ionales; Des 
NR_025989.1 
coplasma. 
NR_025987.1 
NR_025986.1 
NR_025968.1 


NR_025965.1 


NR_029262.1 
cineae; Brev 


NR_029159.1 


gdorferi gro 
NR_029095.1 


les; Microco 


NR_028694.1 


eae; Herpeto 
NR_027607.1 


ycoplasma. 


ref 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Mycoplasma columborale 


23 Mycoplasma columborale Bacteria; 


Mycoplasma citelli 


23 Mycoplasma citelli Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


Mycoplasma 
2 Mycoplasma 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 
asma leonicaptivi 


Brevibacterium 
acterium epidermidis 


ibacteriaceae; 


Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Cellulomonas 
Cellulomonas 
ccineae; 


Herpetosiphon 
Herpetosiphon 
siphon. 
Cupriavidus 

0 Cupriavidus 
Burkholderiaceae; 


Isochromatium buderi 
buderi Bacteria; 


Mycoplasma 
9 Mycoplasma 


NR_025180.1 


Mycoplasma cricetuli 


2209746 2211224 Mycoplasma cricetuli Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 
strain E42 16S ri 


Tenericutes; Moll 


455348 Bacteria_16S 
equigenitalium st 
equigenitalium Ba 
455348 Bacteria_16S 


strain B1/Tl1 16S 
Tenericutes; Moll 


455348 Bacteria_16S 


thalassica strain 
thalassica Bacter 
Methylophaga. 


455348 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 


strain CKK 16S ri 
Tenericutes; Moll 


455348 Bacteria_16S 


strain 19L 16S ri 
Tenericutes; Moll 


strain DD 16S rib 
Tenericutes; Moll 


455348 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


455348 Bacteria_16S 


strain PS-1 16S r 
Tenericutes; Moll 


strain 717 16S ri 
Proteobacteria; B 
complex. 


455348 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


455348 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


455348 Bacteria_16S 


strain 4N13 16S r 
Proteobacteria; G 


455348 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


455348 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


455348 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


455348 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


455348 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


455348 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


455348 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


455348 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


455348 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


G 
455348 Bacteria_16S 


2365535 2365479 3 59 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2367045 2366989 3 59 gi 


gi 


2483733 2483677 3 59 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3792002 3791910 1 93 gi 
bosomal RNA, partial sequence 


3858696 3858640 3 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3884847 3884791 3 59 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
4107258 4107166 1 93 gi 
ibosomal RNA, partial sequence 


59 gi 


241497 241393 1 107 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


267129 267027 1 104 
bosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Ox 
726772 726692 2 85 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
746328 746227 1 104 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
749078 748977 1 104 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
863104 863001 1 104 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
2368557 2368474 3 86 gi 
rain AH159 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
2370039 2369956 3 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2371550 2371467 3 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2373059 2372976 3 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374565 2374482 3 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376076 2375993 3 86 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377589 2377506 3 86 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


2364627 23660 


rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 


2482825 24842 


3382616 3382513 1 104 gi| 219846661 

ATCC 33146 16S ribosomal RNA, complete sequence 

ia; Proteobacteria; Gammaproteobacteria; Thiotri 
3384155 3384052 1 104 gi| 219846660 

16S ribosomal RNA, partial sequence 33832 

ammaproteobacteria; Thiotrichales; Pisciricketts 
3715837 3715781 3 59 gi| 219846426 


3714904 37163 


3791066 37925 
icutes; Acholeplasmatales; Acholeplasmat 
455348 Bacteria_16S 
3857775 38592 


3883911 38853 


4106362 41078 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
455348 Bacteria_16S 
240595 24207 


266185 26767 


725825 72731 


745469 74679 


748219 74954 


862181 86365 


2369126 23705 


2370638 23720 


2372144 23736 


2373653 23751 


2375159 23766 


219857483 


219857482 
quence 
lasmatacea 

219857394 


219846369 


aceae; A 
219846323 


219846306 


219846148 


265678901 
rkholderia 
265678882 


alobactera 
265678564 


Succinisp 
265678549 


oraxellace 
265678547 


oraxellace 
265678470 


elotrichac 
219857481 

sequence 

lasmatacea 
219857480 


219857479 


219857478 


219857477 


219857476 


219857475 


eae; 


e; 


ref|NR_025071.1 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_024982.1 


Mycoplasma 
6 Mycoplasma 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


ref|NR_026253.1 
3381669 338315 
chales; Pisciric 


ref|NR_026252.1 
08 3384695 Methyl 
iaceae; Methylop 
ref|NR_026017.1 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


ref|NR_025960.1 
55 Acholeplasma 
choleplasma. 

ref|NR_025913.1 


Acholeplasma oculi 


oculi Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


ref|NR_025896.1 


Mycoplasma corogypsi 


77 Mycoplasma corogypsi Bacteria; 


ref|NR_025738.1 
18 Acholeplasma 
eplasma. 

ref|NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


H r 


ref|NR_029188.1 


Acholeplasma pleciae 


pleciae Bacteria; 


Burkholderia cepacia 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 


ceae; Oxalobacte 
ref|NR_028868.1 
9 Succinispira 
Shear 
ref|NR_028853.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref|NR_028773.1 


r. 
Succinispira mobilis 


mobilis Bacteria; 


Acinetobacter tandoii 
tandoii Bacteria; 

can 

Acinetobacter bouvetii 
bouvetii Bacteria; 

rs 

Bulleidia extructa 


9 Bulleidia extructa Bacteria; 


Bulleidia. 
ref|NR_025069.1 
2367647 236907 
Mycoplasma. 
ref|NR_025068.1 


Mycoplasma 
5 Mycoplasma 


Mycoplasma primatum 


87 Mycoplasma primatum Bacteria; 


ref|NR_025067.1 


Mycoplasma opalescens 


93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


ref |NR_025064.1 


Mycoplasma iners 


25 Mycoplasma iners Bacteria; 


ref 


NR_025063.1 


Mycoplasma columbinum 


2376676 2378132 Mycoplasma columbinum Bacteria; 


455348 Bacteria_16S 


columbinasale strain 694 16S ribosomal RNA, partial sequence 
columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 


2379097 2379014 3 


2380603 2380520 3 


86 


86 


strain G122 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 


3691821 3691738 3 


86 


strain G145 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 


3717275 37171901 


86 


strain E-37 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


455348 Bacteria_16S 


leopharyngis strain LL2 16S ribosomal RNA, partial sequence 37821 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Bacteria; 
455348 Bacteria_16S 


3783056 3782973 3 


3787495 3787412 3 


86 


86 


strain PU 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 
strain 17529 16S 


3857210 3857127 3 


86 


ribosomal RNA, partial sequence 


gi 
gi 
23 


gi 
36 


gi 
37 


gi 
gi 
37 


gi 
38 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 


leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 


leptinotarsae Bacteria; Tenericutes; Mollicutes; 


455348 Bacteria_16S 


lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 


lampyridicola Bacteria; Tenericutes; Mollicutes; 


455348 Bacteria_16S 


4145511 4145408 1 


4147076 4146973 1 


11278 11212 1 


104 


104 


67 


longreachensis strain 16910a 16S ribosomal RNA, 


longreachensis Bacteria; 


Desulfovibrio. 
455348 Bacteria_16S 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 
collagenovorans Bacteria; 


455348 Bacteria_16S 
pyrrocinia strain 
Bacteria; 


Proteobacteria; 
187701 187639 24 


Firmicutes; 
239911 239807 1 


Burkholderia cepacia complex. 


455348 Bacteria_16S 


320077 319963 1 


86 


Clostridia; 


107 


115 


strain J233 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


455348 Bacteria_16S 


barnesii strain SES-3 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 


Bacteria; 
455348 Bacteria_16S 
strain ATCC 51261 
Bacteroidetes; 
455348 Bacteria_16S 


abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 


abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmata 


455348 Bacteria_16S 


strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


455348 Bacteria_16S 


acidifaciens strain A40 16S ribosomal 
Bacteroidetes; 


Bacteria; 
455348 Bacteria_16S 
strain JCM 6484 1 
Firmicutes; 
455348 Bacteria_16S 


Bacteroidia; 


Clostridia; 


981026 980945 1 


2072663 2072581 1 


298925 298833 1 


349329 349215 1 


1105617 1105537 1 


Bacteroidia; 
2888383 2888306 1 


Clostridiales; 
9851 9770 aL 


85 


82 


93 


117 


82 


78 


85 


gi 


Entomoplasmatales; 


gi 


Entomoplasmatales; 


gi 


complete sequence 
Deltaproteobacteria; 


gi 


gi 


2327 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


Burkholderiaceae; 
gi| 265678847 |ref|NR_029152.1 
319228 320640 Acholeplasma 
gi|265678390|ref|NR_028692.1 

980099 981569 Sulfur 

s; Campylobacter 

gi| 219878142 |ref|NR_025281.1 

2071729 2073175 Prevot 
Prevotella. 


Prevotellaceae; 


gi 


gi 


gi 


RNA, partial sequence 11046 
Bacteroidales; 


gi 


6S ribosomal RNA, partial sequence 2887459 28889 
Eubacteriaceae; 


gi 


tunicata strain D2 16S ribosomal RNA, partial sequence 


Bacteria; 
Pseudoalteromonas. 
455348 Bacteria_16S 
strain FC 097-2 1 


455348 Bacteria_16S 


6S ribosomal RNA, 


985710 985618 1 


1008764 1008708 1 


93 


57 


strain T7 16S ribosomal RNA, partial sequence 


Firmicutes; 
455348 Bacteria_16S 


Bacillales; 


Bacillaceae; 
2311002 2310920 1 


Bacillus. 


85 


strain A290 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


complete sequence 984769 98628 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


gi 


1007814 10092 


gi 


Clostridiales; 


Bacteroidace 


219857474 


219857473 


79691 23811 


219846443 
90909 36923 


219846425 
16418 37177 


219846375 


219846372 


86577 37880 


219846324 
56288 38577 


219846117 


219846116 


265679056 


Des 


265678938 


265678902 
23901 


265678861 


265678825 
34841 


265678305 


219856864 


265679057 
8961 
P 


265678387 


265678372 


ref |NR_025062.1 


ref |NR_025061.1 


ref|NR_026034.1 


ref|NR_026016.1 


ref|NR_025966.1 


ref|NR_025963.1 


ref |NR_025914.1 


ref|NR_025707.1 
4144567 414608 


ref|NR_025706.1 
4146134 414764 


ref |NR_029364.1 
10342 11910 
ulfovibrionales; 


ref |NR_029246.1 

186799 188298 
Clostridiaceae; 
ref|NR_029210.1 
7 240544 Burkho 


ref |NR_029167.1 

298000 299445 
les; Anaeroplasm 
ref |NR_029130.1 
2 349877 Agromy 
; Microbacteriac 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides. 
ref|NR_024683.1 


ref|NR_029365.1 
10291 Pseudo 
seudoalteromonad 


ref|NR_028689.1 
5 Acholeplasma 


ref |NR_028674.1 


219857522 


2378183 237964 


Spiroplasmataceae; 


Spiroplasmataceae; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Sagittula stellata 


90 Sagittula stellata Bacteria; 
Sagittula. 


Mycoplasma 


35 3783570 Mycoplasma leopharyngis 


Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Spiroplasma 

3 Spiroplasma 
Spiroplasma. 
Spiroplasma 

8 Spiroplasma 
Spiroplasma. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Clostridium 
Clostridium 
Clostridium. 
Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Acholeplasma palmae 


palmae Bacteria; 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 
Prevotella enoeca 

ella enoeca Bacteria; 


Anaeroplasma 
Anaeroplasma 

ataceae; Anaeroplasma. 
Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Bacteroides 

oides acidifaciens 


Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 
Eubacterium. 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


Acholeplasma vituli 


vituli Bacteria; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


ref |NR_025110.1 


Actinomadura mexicana 


2310109 2311529 Actinomadura mexicana Bacteria; 


Streptosporangineae; Thermomonosporaceae; 


455348 Bacteria_ 


cavipharyngis str 
cavipharyngis Bac 


455348 Bacteria_ 


strain 4822 16S r 
Tenericutes; Moll 
455348 Bacteria_16S 
californicum stra 
californicum Bact 
455348 Bacteria_16S 
tjernbergiae stra 
tjernbergiae Bact 


Acinetobacter. 


455348 Bacteria_16S 


selenitireducens 
selenitireducens 


455348 Bacteria_16S 
strain T-3 16S ri 
Sp 
455348 Bacteria_16S 


Bacteroidetes; 


strain IL371 16S 


Tenericutes; Moll 
455348 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 
Mollicutes; Mycop 
455348 Bacteria_16S 
strain PG8 16S ri 
Tenericutes; Moll 
455348 Bacteria_16S 
strain 20-5 16S r 


455348 Bacteria_16S 


strain ATCC 33530 
Bacteria; 


Teneric 


16S 2474741 2474657 1 85 gi 


16S 2476236 2476152 1 85 
ibosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ain 117C 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 


219857400 
quence 


219857399 


2475319 24767 


asmataceae 


ref|NR_024988.1 

2473825 247526 
; Mycoplasma. 
ref|NR_024987.1 


Mycoplasma 
8 Mycoplasma 


Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


300442 300359 3 86 gi|265678860|ref|NR_029166.1| Mycoplasma 
in ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

750453 750352 1 104 gi|265678546|ref|NR_028850.1| Acinetobacter 
in 7N16 16S ribosomal RNA, partial sequence 749594 750918 Acinetobacter 
eria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 

959759 959670 2 87 gi| 265678405 |ref|NR_028707.1]| Bacillus 
strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

975136 975055 1 82 gi|265678394|ref|NR_028696.1| Lewinella persicus 
bosomal RNA, partial sequence 974224 975642 Lewinella persicus Bacteria; 
hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

2389784 2389699 1 85 gi|219857467|ref|NR_025055.1| Mycoplasma microti 
ribosomal RNA, partial sequence 2388858 2390292 Mycoplasma microti Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3757406 37573211 85 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 

3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
lasmataceae; Mycoplasma. 

3790463 3790370 1 93 gi|219846370|ref|NR_025961.1| Acholeplasma laidlawii 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma laidlawii Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

4024141 4024060 1 80 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
ibosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
3519799 3519715 1 84 gi|219846563|ref|NR_026155.1| Mycoplasma genitalium 
16S ribosomal RNA, partial sequence 3518849 3520338 Mycoplasma genitalium 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
286779 286720 1 59 gi|265678869|ref|NR_029175.1| Mycoplasma testudinis 


455348 Bacteria_16S 


strain 01008 16S 


Tenericutes; Moll 
455348 Bacteria_16S 
strain AB1110 16S 
G 


Proteobacteria; 


Tenericutes; Moll 


455348 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


455348 Bacteria_16S 
AT 
AT 
455348 Bacteria_16S 


serovar 3 str. 
serovar 3 str. 


strain D6-1 16S r 
Tenericutes; Moll 


455348 Bacteria_16S 


strain FT2-B 16S 
Tenericutes; Moll 


455348 Bacteria_16S 


strain A417 16S r 
Tenericutes; Moll 


455348 Bacteria_16S 


canigenitalium st 
canigenitalium Ba 


455348 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
751828 751727 1 104 gi 
ribosomal RNA, partial sequence 


968913 968812 1 104 gi 
rain YC75 16S ribosomal RNA, partial s 
; Kitasatospora. 

3860187 3860128 1 59 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
301947 301862 1 85 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1122383 1122326 3 59 gi 


, 


gi 


CC 27815 Bacteria; Tenericutes; Mollic 
3700806 3700749 3 59 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3907914 3907857 3 59 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3909438 3909381 3 59 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 

3910967 3910910 3 59 gi 
rain D6P-C 16S ribosomal RNA, partial 

cteria; Tenericutes; Mollicutes; Mycop 
277748 277656 1 93 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


455348 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


1007303 1007248 1 57 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


cteria; Actinobacteria; Actinobacterid 


CC 27815 16S ribosomal RNA, partial se 


285875 28729 


265678545 


750969 75229 
ammaproteobacteria; Pseudomonadales; Moraxellace 
455348 Bacteria_16S 
cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 
455348 Bacteria_16S 
strain 4229 16S r 


265678398 
equence 
ae; 


219846322 


3859256 38606 


265678859 


300996 30245 


228715451 
quence 
utes; 

219846436 


3699882 37013 


219846289 


3906969 39084 


219846288 


3908492 39099 


219846287 
sequence 

la 
265678875 


276812 27827 


265678373 


Actino: 


Myco 


smatacea 


ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028700.1 

967981 969477 
mycetales; Strep 


ref |NR_025912.1 


ref |NR_029165.1 


ref|NR_027532.1 

1121455 112289 
plasmataceae; Ur 
ref|NR_026027.1 


ref|NR_025879.1 


ref|NR_025878.1 


ref|NR_025877.1 

3910020 391149 
e; Ureaplasma. 
ref|NR_029181.1 


ref 


0 Mycoplasma testudinis Bacteria; 


Acinetobacter towneri 
towneri Bacteria; 

a 

Kitasatospora 
Kitasatospora 
tomycineae; 


Mycoplasma imitans 


94 Mycoplasma imitans Bacteria; 


Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Ureaplasma parvum 

3 Ureaplasma parvum 
eaplasma. 

Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Ureaplasma felinum 


41 Ureaplasma felinum Bacteria; 


Ureaplasma diversum 


69 Ureaplasma diversum Bacteria; 


Ureaplasma 
9 Ureaplasma 


Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


NR_028675.1 


Bacillus mucilaginosus 


1006359 1007763 Bacillus mucilaginosus Bacteria; 


455348 Bacteria_16S 
strain LMG 3475 16S ribosomal RNA, partial sequence 1724592 17259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
455348 Fungi_16S 


strain IFM 100 
Actinobacteria 


455348 Fungi_16S 


strain IFM 100 
Actinobacteria 


455348 Fungi_16S 


strain IFM 078 
Actinobacteria 


455348 Fungi_16S 


strain IFM 057 
Actinobacteria 


455348 Fungi_16S 


strain IFM 100 
Actinobacteria 


455348 Fungi_16S 


strain YZ-96 1 
Actinobacteria 


455348 Fungi_16S 


strain IFM 024 
Actinobacteria 


455348 Fungi_16S 


yamanashiensis 
yamanashiensis 
Nocardiaceae; 


455348 Archaea_16S 


zilligii strai 
Archaea; Crena 


455348 Archaea_16S 


hellenicus str 
Archaea; Crena 


455348 Archaea_16S 


AN1 16S riboso 
Thermococci; T 


455348 Archaea_16S 


waiotapuensis 
Archaea; Eurya 


455348 Archaea_16S 


strain Ronl2/I 
Crenarchaeota; 


455348 Archaea_16S 


strain Hvv3, D 
Crenarchaeota; 


455348 Archaea_16S 


helgesonii str 
Archaea; Eurya 


455348 Archaea_16S 


strain P5 16S 
Euryarchaeota; 


455348 Archaea_16S 


strain JA-1 16 
Euryarchaeota; 


455348 Archaea_16S 


strain AL585 1 
Euryarchaeota; 


455348 Archaea_16S 


profundus stra 
Archaea; Eurya 


455348 Archaea_16S 


arsenaticum st 
Archaea; Crena 


455348 Archaea_16S 


strain LPC33 1 
Crenarchaeota; 


455348 Archaea_16S 


strain IC-059 
Crenarchaeota; 


455348 Archaea_16S 
guaymasensis TYS 16S ribosomal RNA, partial sequence 62331 
Thermococcaceae; 


Euryarchaeota; 


1725503 1725424 8 83 gi 


10082 9976 al 107 gi 


; Actinobacteridae; Actinomycetales; Cory 


931 825 1 107 gi 
35 16S ribosomal RNA, partial sequence 1 

Actinobacteridae; Actinomycetales; Cory 
2440 2334 1 107 gi 


’ 


; Actinobacteridae; Actinomycetales; Cory 


3978 3872 1 107 gi 


’ 


5538 5432 1 107 gi 


v 
7094 6988 1 107 
6S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Cory 
8596 8490 1 107 gi 


gi 


v 


; Actinobacteridae; Actinomycetales; Cory 


11563 11457 1 107 gi 
strain IFM 0265 16S ribosomal RNA, parti 
Bacteria; Actinobacteria; Actinobacterid 

Nocardia. 

876 827 36 85 gi 

Kl 16S ribosomal RNA, partial sequence 

haeota; Thermoprotei; Desulfurococcales 

27499 27416 3 85 gi 

n P8 16S ribosomal RNA, partial sequenc 

haeota; Thermoprotei; Desulfurococcales 

79591 79508 3 85 gi 

1 RNA, partial sequence 78682 

rmococcales; Thermococcaceae; Thermococ 

129283 129200 3 85 gi 

1 16S ribosomal RNA, partial sequence 

haeota; Thermococci; Thermococcales; 

2376 2327 36 85 


n 
re 


ai 
re 


ma 
he 


wr 


re Th 


gi 
I 
Thermoprotei; Sulfolobales; Sulfolobacea 
3887 3838 36 85 gi 
2475 16S ribosomal RNA, partial sequen 
hermoprotei; Thermoproteales; Thermofil 
15661 15612 36 85 gi 
n PI1 16S ribosomal RNA, partial sequen 
haeota; Thermococci; Thermococcales; Th 
17192 17143 36 85 gi 
bosomal RNA, partial sequence 
hermococci; Thermococcales; Thermococca 
18688 18639 36 85 gi 
ribosomal RNA, partial sequence 
hermococci; Thermococcales; Thermococca 
20149 20100 36 85 gi 
ribosomal RNA, partial sequence 
hermococci; Thermococcales; Thermococca 
23107 23058 36 85 gi 
AV18 16S ribosomal RNA, partial sequen 
haeota; Archaeoglobi; Archaeoglobales; 

24583 24534 36 85 gi 
in PZ6 16S ribosomal RNA, partial seque 
haeota; Thermoprotei; Thermoproteales; 

26054 26005 36 85 gi 
ribosomal RNA, partial sequence 
hermoprotei; Desulfurococcales; Desulfu 
37579 37530 36 85 gi 
S ribosomal RNA, partial sequence 
hermoprotei; Thermoproteales; Thermopro 


SM 
T 


ai 
re 


fae 
7 


s 
T 


6s 

T 
in 
re 


ra 
re 


6S 
T 


16 
uu 


88 16S ribosomal RNA, partial sequence 9174 


4 16S ribosomal RNA, partial sequence 1564 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


6163 
nebacterin 


5 16S ribosomal RNA, partial sequence 7721 


80132 


16S ribosomal RNA, partial sequence 1513 


ce 
ermococcac 


16314 
ceae; 


17817 
ceae; 


19321 
ceae; 


ce 
Archaeoglo 


nce 
Thermoprot 


25191 
rococcacea 


36706 
teaceae; 


219878391 


219857197 
10588 


265678352 
1514 


265678351 
3016 


265678350 
4565 


265678349 
6112 


265678348 
7670 


265678342 
9123 


219857175 
al sequenc 
ae; 


265679008 
1 


v 


265678572 
e 26572 
; Desulfur 


254971321 


cus. 
254971279 
12838 
ermococcac 
265678992 
2932 
e; Metallo 
265678906 
ce 2983 
aceae; The 
265678754 
14826 


265678750 
17766 
Ther: 
265678749 
19270 
Pyro 
265678748 
20728 
Pyro 
265678632 
22212 


265678616 
23761 


265678611 
26521 


265678326 
38182 
Vv 


63185 63136 36 85 gi 


Thermococci; Thermococcales; 


mamonadace 


nebacterin 


nebacterin 


nebacterin 


nebacterin 


nebacterin 


nebacterin 


Actino: 


Desulfur 


Thermococ 


ref |NR_025530.1| Comamonas kerstersii 

36 Comamonas kerstersii Bacteria; 

ae; Comamonas. 

ref|NR_024825.1| Nocardia sienata 
Nocardia sienata Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028654.1| Nocardia arthritidis 
Nocardia arthritidis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028653.1| Nocardia pneumoniae 
Nocardia pneumoniae Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028652.1| Nocardia araoensis 
Nocardia araoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028651.1| Nocardia higoensis 
Nocardia higoensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028650.1| Nocardia shimofusensis 
Nocardia shimofusensis Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028644.1| Nocardia asiatica 
Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_024803.1| Nocardia 

e 10639 12137 Nocardia 

mycetales; Corynebacterineae; 

ref |NR_029316.1 
1463 Sulfop 

ococcaceae; Sulf 

ref|NR_028877.1 
27943 Staphy 

ococcaceae; Stap 

ref |NR_028239.1 

cus zilligii 


Sulfophobococcus 
hobococcus zilligii 
ophobococcus. 
Staphylothermus 
lothermus hellenicus 
hylothermus. 
Thermococcus zilligii 
Archaea; Euryarchaeota; 


Thermococcus 
coccus waiotapuensis 


ref|NR_028197.1 
7 #129829 Thermo 
eae; Thermococcus. 

ref|NR_029300.1| Metallosphaera prunae 

Metallosphaera prunae Archaea; 

sphaera. 
NR_029214.1 
Thermo 


Thermofilum pendens 
filum pendens Archaea; 


NR_029059.1 
16263 Palaeo 
eae; Palaeococcu 
ref|NR_029055.1 
Thermococcus 
mococcus. 
ref|NR_029054.1| Pyrococcus horikoshii 
Pyrococcus horikoshii Archaea; 
coccus. 
ref|NR_029053.1] Pyrococcus glycovorans 
Pyrococcus glycovorans Archaea; 
coccus. 
ref |NR_028937.1 
23710 Archae 
baceae; Archaeog 
ref |NR_028921.1 
25140 Pyroba 
eaceae; Pyrobaculum. 
ref|NR_028916.1| Ignicoccus pacificus 
Ignicoccus pacificus Archaea; 
e; Ignicoccus. 
ref |NR_028628.1 
Vulcanisaeta 
ulcanisaeta. 


Palaeococcus 

coccus helgesonii 

Ss. 

Thermococcus aegaeus 
aegaeus Archaea; 


Archaeoglobus 
oglobus profundus 
lobus. 
Pyrobaculum 
culum arsenaticum 


Vulcanisaeta souniana 
souniana Archaea; 


254971333 
63629 
Ther 


ref|NR_028251.1] Thermococcus 
Thermococcus guaymasensis Archaea; 
mococcus. 


455348 Archaea_16S 64519 64462 36 93 gi|254971332|ref|NR_028250.1| Methanothermobacter 
thermophilus M 16S ribosomal RNA, partial sequence 63680 65111 Methanothermobacter thermophilus 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 
455348 Archaea_16S 66018 65961 36 93 gi|254971331|ref|NR_028249.1| Methanothermobacter 
thermoflexus IDZ 16S ribosomal RNA, partial sequence 65162 66615 Methanothermobacter thermoflexus 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 
455348 Archaea_16S 67529 67472 36 93 gi|254971330|ref|NR_028248.1| Methanothermobacter 
defluvii ADZ 16S ribosomal RNA, partial sequence 66666 68110 Methanothermobacter defluvii Archaea; 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 

455348 Archaea_16S 70533 70484 36 85 gi|254971328|ref|NR_028246.1| Acidianus brierleyi 
DSM 1651 16S ribosomal RNA, partial sequence 69647 71106 Acidianus brierleyi Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

455348 Archaea_16S 76547 76490 36 93 gi|254971323|ref|NR_028241.1| Methanothermobacter 
thermautotrophicus Marburg 16S ribosomal RNA, partial sequence 75671 77152 Methanothermobacter 
thermautotrophicus Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; 
Methanothermobacter. 

455348 Archaea_16S 102063 102014 36 85 gi|254971304|ref|NR_028222.1| Metallosphaera 
hakonensis H01-1 16S ribosomal RNA, partial sequence 101190 102650 Metallosphaera hakonensis Archaea; 
Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Metallosphaera. 

455348 Archaea_16S 111168 111119 36 85 gi|254971298|ref|NR_028216.1| Thermococcus 
kodakarensis KOD1 16S ribosomal RNA, partial sequence 110290 111787 Thermococcus kodakarensis KOD1 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

455348 Archaea_16S 130737 130688 36 85 gi|254971278|ref|NR_028196.1| Thermococcus stetteri 
K-3 16S ribosomal RNA, partial sequence 129880 131321 Thermococcus stetteri Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

455348 Archaea_16S 132230 132181 36 85 gi|254971277|ref|NR_028195.1| Thermococcus siculi 
RG-20 16S ribosomal RNA, partial sequence 131372 132813 Thermococcus siculi Archaea; Euryarchaeota; 
Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

455348 Archaea_16S 133727 133678 36 85 gi|254971276|ref|NR_028194.1| Thermococcus profundus 
DT5432 16S ribosomal RNA, partial sequence 132864 134310 Thermococcus profundus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

455348 Archaea_16S 135221 135172 36 85 gi|254971275|ref|NR_028193.1| Thermococcus 
peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 134361 135805 Thermococcus peptonophilus JCM 
9653 Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

455348 Archaea_16S 136712 136663 36 85 gi|254971274|ref|NR_028192.1| Thermococcus pacificus 
P-4 16S ribosomal RNA, partial sequence 135856 137291 Thermococcus pacificus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

455348 Archaea_16S 138203 138154 36 85 gi|254971273|ref|NR_028191.1| Thermococcus 
gorgonarius W-12 16S ribosomal RNA, partial sequence 137342 138786 Thermococcus gorgonarius Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

455348 Archaea_16S 156089 156040 36 85 gi|254971261|ref|NR_028179.1| Thermococcus 
thioreducens OGL-20P 16S ribosomal RNA, partial sequence 155248 156699 Thermococcus thioreducens 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

455348 Archaea_16S 175506 175449 36 93 gi|254971248|ref|NR_028166.1| Archaeoglobus infectus 
Arc51 16S ribosomal RNA, partial sequence 174670 176081 Archaeoglobus infectus Archaea; 
Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

455348 Archaea_16S 190389 190340 36 85 gi|254971236|ref|NR_028154.1| Thermococcus 
acidaminovorans AEDII10 16S ribosomal RNA, partial sequence 189527 190952 Thermococcus acidaminovorans 
Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

455348 Archaea_16S 197832 197783 36 85 gi|254971231|ref|NR_028149.1| Palaeococcus 
ferrophilus DMJ 16S ribosomal RNA, partial sequence 196978 198386 Palaeococcus ferrophilus Archaea; 
Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

455348 Archaea_16S 208183 208134 36 85 gi|219857171|ref|NR_024799.1| Caldisphaera 
lagunensis strain IC-154 16S ribosomal RNA, partial sequence 207306 208771 Caldisphaera 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldisphaerales; Caldisphaeraceae; Caldisphaera. 

455348 Archaea_16S 211232 211183 36 85 gi| 219846343 |ref|NR_025933.1| Pyrodictium occultum 
strain PL-19 16S ribosomal RNA, complete sequence 210342 211838 Pyrodictium occultum Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Pyrodictiaceae; Pyrodictium. 

455348 Archaea_16S 21666 21617 36 85 gi|265678650|ref|NR_028955.1| Ignicoccus hospitalis 
strain Kin4-I 16S ribosomal RNA, partial sequence 20779 22160 Ignicoccus hospitalis Archaea; 
Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Ignicoccus. 

455348 Archaea_16S 28848 28791 36 93 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 
indicus strain SL43 16S ribosomal RNA, partial sequence 27994 29402 Methanocaldococcus indicus 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

455348 Archaea_16S 31779 31730 36 85 gi| 265678527 |ref|NR_028831.1| Archaeoglobus 
veneficus strain SNP 6 16S ribosomal RNA, partial sequence 30898 32348 Archaeoglobus veneficus 
Archaea; Euryarchaeota; Archaeoglobi; Archaeoglobales; Archaeoglobaceae; Archaeoglobus. 

455348 Archaea_16S 34678 34621 36 93 gi|265678399|ref|NR_028701.1| Methanocaldococcus 
vulcanius strain M7 16S ribosomal RNA, partial sequence 33808 35231 Methanocaldococcus vulcanius 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanocaldococcus. 

455348 Archaea_16S 36139 36082 36 93 gi|265678344|ref|NR_028646.1| Methanotorris 
formicicus strain Mc-S-70 16S ribosomal RNA, partial sequence 35282 36655 Methanotorris 


formicicus Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanocaldococcaceae; Methanotorris. 


455348 Archaea_16S 72030 71981 36 85 gi|254971327|ref|NR_028245.1| Acidianus infernus 
So4a 16S ribosomal RNA, partial sequence 71157 72584 Acidianus infernus Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

455348 Archaea_16S 103574 103525 36 85 gi|254971303|ref|NR_028221.1| Acidianus ambivalens 
LEI 10 16S ribosomal RNA, partial sequence 102701 104162 Acidianus ambivalens Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

455348 Archaea_16S 188944 188887 36 93 gi|254971237|ref|NR_028155.1| Methanothermococcus 
okinawensis IH1 16S ribosomal RNA, partial sequence 188085 189476 Methanothermococcus okinawensis 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanothermococcus. 

455348 Archaea_16S 85467 85423 36 80 gi|254971317|ref|NR_028235.1| Thermoplasma 
acidophilum 122-1B2 16S ribosomal RNA, partial sequence 84597 86067 Thermoplasma acidophilum 
Archaea; Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

455348 Archaea_16S 147068 147024 36 80 gi|254971267|ref|NR_028185.1| Thermoplasma volcanium 
GSS1 16S ribosomal RNA, partial sequence 146236 147646 Thermoplasma volcanium Archaea; 
Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

455348 Archaea_16S 12773 12727 36 82 gi| 265678817 |ref|NR_029122.1| Methanococcoides 
alaskense strain AK-5 16S ribosomal RNA, partial sequence 11948 13316 Methanococcoides alaskense 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanococcoides. 

455348 Archaea_16S 75016 74970 36 82 gi|254971324|ref|NR_028242.1| Methanosaeta concilii 
Opfikon 16S ribosomal RNA, partial sequence 74149 75620  Methanosaeta concilii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 

455348 Archaea_16S 81052 81006 36 82 gi|254971320|ref|NR_028238.1| Methanolobus taylorii 
GS-16 16S ribosomal RNA, partial sequence 80183 81601 Methanolobus taylorii Archaea; Euryarchaeota; 
Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanolobus. 

455348 Archaea_16S 82521 82475 36 82 gi|254971319|ref|NR_028237.1| Methanolobus 
oregonensis WAL1 16S ribosomal RNA, partial sequence 81652 83071 Methanolobus oregonensis Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanolobus. 

455348 Archaea_16S 151547 151501 36 82 gi|254971264|ref|NR_028182.1| Methanosarcina 
semesiae MD1 16S ribosomal RNA, partial sequence 150703 152151 Methanosarcina semesiae Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanosarcina. 

455348 Archaea_16S 187480 187434 36 82 gi|254971239|ref|NR_028157.1| Methanosaeta 
thermophila PT 16S ribosomal RNA, partial sequence 186632 188034 Methanosaeta thermophila PT Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosaetaceae; Methanosaeta. 

455348 Archaea_16S 203770 203724 36 82 gi| 219878164 |ref|NR_025303.1| Methanosarcina barkeri 
strain DSM 800 16S ribosomal RNA, partial sequence 202925 204335 Methanosarcina barkeri Archaea; 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanosarcina. 

455348 Archaea_16S 8282 8233 36 85 gi|265678835|ref|NR_029140.1| Methanococcus aeolicus 
strain Nankai-3 16S ribosomal RNA, partial sequence 7439 8832 Methanococcus aeolicus Archaea; 
Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 

455348 Archaea_16S 9773 9724 36 85 gi|265678822|ref|NR_029127.1| Sulfolobus 
solfataricus strain IFO 15331 16S ribosomal RNA, partial sequence 8883 10377 Sulfolobus 
solfataricus Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

455348 Archaea_16S 39124 39075 36 85 gi| 265678307 |ref|NR_028609.1| Sulfolobus tokodaii 
strain 7 16S ribosomal RNA, partial sequence 38233 39727 Sulfolobus tokodaii Archaea; Crenarchaeota; 
Thermoprotei; Sulfolobales; Sulfolobaceae; Sulfolobus. 

455348 Archaea_16S 212672 212623 36 85 gi|219846128|ref|NR_025718.1| Methanococcus 
vannielii strain SB 16S ribosomal RNA, partial sequence 211889 213145 Methanococcus vannielii 
Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 

455348 Archaea_16S 148531 148493 44 82 gi|254971266|ref|NR_028184.1| Methanimicrococcus 
blatticola PA 16S ribosomal RNA, partial sequence 147697 149149 Methanimicrococcus blatticola 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanimicrococcus. 
455348 Archaea_16S 48216 48167 36 85 gi|254971293|ref|NR_028211.1] Acidianus 
sulfidivorans JP7 16S ribosomal RNA, partial sequence 47327 48799 Acidianus sulfidivorans JP7 
Archaea; Crenarchaeota; Thermoprotei; Sulfolobales; Sulfolobaceae; Acidianus. 

457424 Bacteria_16S 716280 716380 12 111 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

457424 Bacteria_16S 1239288 1239388 12 111 gi|219878163|ref|NR_025302.1| Aminobacter 
niigataensis strain DSM7050 16S ribosomal RNA, partial sequence 1237929 1239394 Aminobacter 
niigataensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
457424 Bacteria_16S 125768 125853 27 111 gi|265678979|ref|NR_029287.1| Nitrospira 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

457424 Bacteria_16S 2642486 2642559 39 LLY gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

457424 Bacteria_16S 1240804 1240904 12 111 gi|219878162|ref|NR_025301.1| Aminobacter 
aminovorans strain DSM7048 16S ribosomal RNA, partial sequence 1239445 1240914 Aminobacter 
aminovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 
457424 Bacteria_16S 2355265 2355327 39 101 gi|219857491|ref|NR_025079.1| Desulfomonile 


limimaris strain DCB-M 16S ribosomal RNA, partial sequence 


Bacteria; Proteo 


bacteria; Deltaproteobacteria; 


Syntrophaceae 


2353808 2355330 Desulfomonile limimaris 
Syntrophobacterales; 


Desulfomonile. 


v 


457424 Bacteria_ 


viterbiensis stra 
viterbiensis Bacteria; 


457424 Bacteria_ 
populi BJ001 16S 
Bacteria; 
457424 Bacteria_ 


grignonense strai 
grignonense Bacte 


457424 Bacteria_ 
strain RT4. 
Firmicutes; 
457424 Bacteria_ 


conservatrix stra 
conservatrix Bacteria; 


Desulforegula. 


457424 Bacteria_16S 
anilini strain An 
Proteob 
457424 Bacteria_16S 
homopropionicum s 
homopropionicum Bacteria; 
457424 Bacteria_16S 
thermopalmarium s 
thermopalmarium Bacteria; 
457424 Bacteria_16S 
hongkongensis str 
hongkongensis Bac 


Bacteria; 


Loktanella. 


457424 Bacteria_1 
tianshanense stra 
tianshanense Bact 


Mesorhizobium. 


457424 Bacteria_1 
hydrothermalis st 
hydrothermalis Bacteria; 


Desulfovibrio. 


457424 Bacteria_1 
dechloracetivoran 
dechloracetivoran 
Desulfovibrionaceae; 
457424 Bacteria_1 
burkinensis strai 
Proteob 
457424 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


Bacteria; 


africanus strain 


africanus Bacteri 


Desulfovibrio. 


457424 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; 


strain Pasteur II 
Firmicutes; 


457424 Bacteria_16S 
strain 2585 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 


457424 Bacteria_16S 


strain NZP 2213 1 


longreachensis st 


Desulfovibrio. 


457424 Bacteria_16S 


strain 173-96 16S 


457424 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
457424 Bacteria_16S 
chacoense strain PR5 16S ribosomal RNA, partial sequence 


Proteob 


Bl 16 
Clostridia; 


Clostridia; 


16S 2406931 2407004 39 


Firmicutes; 


16S 416704 416792 24 


16S 680318 680413 17 


16S 3880629 3880704 37 


S ribosomal RNA, 
Clostridiales; 
16S 854257 854339 10 
Proteobacteria; 


1979789 1979851 39 


3530945 3530995 62 


Firmicutes; 
3584319 3584369 62 


Firmicutes; 
358566 358607 70 


6S 1486085 1486166 31 


6S 2164106 2164155 63 


Proteobacteria; 
6S 2356861 2356910 63 
s Bacteria; 


Desulfovibrio. 


6S 2607167 2607248 31 


3243342 3243391 63 


3552541 3552590 63 


Clostridiales; 
3711837 3711918 31 


Clostridiales; 
3720807 3720888 31 


Clostridiales; 
3968223 3968304 31 
6S ribosomal RNA, 


11762 11846 28 
Proteobacteria; 


560665 560753 24 


1400959 1401047 24 
RNA, partial sequence 


1890365 1890445 32 


ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; 


complete sequence 


111 


111 


gi 


in JW/MS-VS5 16S ribosomal RNA, partia 
Clostridia; 


gi 


415329 41680 


219857456 


265678777 


n OgA9a 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


1 sequence 


Clostridiales; Clo 


ref|NR_025044.1 

2405537 240701 
stridiaceae; Ca 
ref |NR_029082.1 


Caloramator 
6 Caloramator 


loramator. 


Methylobacterium 


5 Methylobacterium populi BJ001 


Rhizobiales; Methylobacteriaceae; Methylobacterium. 
111 gi|265678596|ref|NR_028901.1| Ochrobactrum 
678955 680426 Ochrobactrum 
Rhizobiales; Brucellaceae; Ochrobactrum. 
111 gi|219846309|ref|NR_025899.1| Caloramator fervidus 


92 


101 


111 


111 


111 


111 


111 


111 


111 


111 


111 


ribosomal RNA, partial sequence 
Clostridia; 
457424 Bacteria_16S 


111 


111 


111 


111 


111 


ribosomal RNA, partial sequence 


111 


1399580 1401060 Sphingomonas wittichi 
Sphingomonadaceae; 


aa la 


gi 


gi 


il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfobacterales; 


gi 


train DSM 5847 16S ribosomal RNA, part 
Clostridia; 


complete sequence 3879197 38807 
Clostridiaceae; 


265678477 


in Mb1Pa 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


219878209 


219846556 


Clostridiales; 


gi 


219846520 


train BVP 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 


gi 


ain UST950701-009P 16S ribosomal RNA, 
teria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


gi 


s strain SF3 16S ribosomal RNA, partial 
Proteobacteria; 


gi 


n HDv 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


gi 


gi 


265678816 


219857250 


in A-1BS 16S ribosomal RNA, partial sequence 
eria; Proteobacteria; Alphaproteobacteria; 


219857626 


rain AM13 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


219857490 


219857264 


219846759 


219846542 


3551089 35526 


Clostridiaceae; 


gi 


I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


gi 


Ca 
219846429 
37104 


219846422 


3719395 37209 


Clostridiaceae; 


gi 


gi 


complet 
Deltaproteobacteria; 


gi 


219846247 


complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
457424 Bacteria_16S 
rain 16910a 16S ribosomal RNA, 
longreachensis Bacteria; 


265679056 


265678679 


559287 56077 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi 


Sphingomonadales; 


gi 


228715353 


219878272 


Desul 


19783 


ial sequence 3529546 35310 


partial sequence 
Rhodobacterales; 


Rhizobial 


Desulfovibrionales; 


sequence 
Deltaproteobacteria; 


26057 
Desulfovibrionales; 


Desulfovibrionales; 


Clostridium. 


e sequence 
Desulfovibrionales; 


ref|NR_028780.1 
852834 854357 
fobacterales; 


ref |NR_025348.1 


ref|NR_026148.1 
0 
Clostridiaceae; 
ref|NR_026112.1 
3582883 358438 
Clostridiaceae; 
ref|NR_029121.1 
357208 


ref|NR_024880.1 

1484704 148617 
es; 
ref|NR_025215.1 
162629 216416 


ND 


ref|NR_025078.1 
2355381 235691 
Desulfovibriona 


ref|NR_024895.1 
22 2607261 Desulf 
De 
ref |NR_026351.1 

3241884 324339 
Desu 


ref|NR_026134.1 


ref|NR_026020.1 
25 3711931 Clostr 


ref|NR_026013.1 


ref|NR_025837.1 
15 Mesorhizobium 
Mesorhizobi 
ref |NR_029364.1 

10342 11910 


ref|NR_028984.1 
Roseomon 
ref|NR_027525.1 
Sphingo 
NR_025411.1 


ref 


sulfovibrionaceae; 


15 Caloramator fervidus Bacteria; 
Caloramator. 


Desulforegula 
Desulforegula 


Desulfobacteraceae; 


Desulfobacterium 


26 1979852 Desulfobacterium anilini 
Desulfobacteraceae; 


Desulfobacterium. 
Clostridium 

6 Clostridium 

Clostridium. 
Clostridium 

5 Clostridium 

Clostridium. 

Loktanella 

358614 Loktanella 


Rhodobacteraceae; 


Mesorhizobium 
9 Mesorhizobium 


Phyllobacteriaceae; 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Desulfovibrio 
7 Desulfovibrio 
les; 


Desulfovibrio 
ovibrio burkinensis 
Desulfovibrio. 
Desulfovibrio 

3 Desulfovibrio 
lfovibrionaceae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 
loramator. 


Clostridium septicum 
idium septicum Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 
Clostridium. 


Mesorhizobium loti 
loti Bacteria; 

um. 

Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 
Acetobacteraceae; 


as. 

Sphingomonas wittichii 
i RW1 Bacteria; 

monas. 

Mesorhizobium 


1888988 1890453 Mesorhizobium chacoense 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


457424 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


457424 Bacteria_16S 


strain F9251 16S 
Proteobacteria; A 


457424 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


457424 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


457424 Bacteria_16S 


collagenovorans s 
collagenovorans B 


457424 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


457424 Bacteria_16S 


CFN 42 16S riboso: 


2574898 2574946 64 x ie te gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


3894593 3894669 31 107 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
113500 113563 38 101 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
115099 115162 38 101 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
188233 188284 60 110 gi 
train SG 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clost 
209799 209846 65 111 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
273596 273683 25 111 gi 
mal RNA, partial sequence 


gi 


ue 
ia 


ne 


Ss; 


S; 


qu 


219857285 


219846299 
3893217 38946 


265678987 
112043 11359 


265678986 
113641 11518 


265678938 


ref|NR_024916.1 
2573428 25749 
ovibrionales; D 


nce 
Desulf 


, 


ref|NR_025889.1 


tonella. 
NR_029295.1 


Bar 
ref 


llaceae; 


hace 
ref 


Syntrop ae; Syntrop 


NR_029294.1 
Syntrophaceae; Syntrop 
ref|NR_029246.1 

186799 188298 


ence 


5 
e 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Syntrophus gentianae 


0 Syntrophus gentianae Bacteria; 
h 


us. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 
h 


us. 
Clostridium 
Clostridium 
Clostridium. 


272240 273697 Rhizo 


ridiales; 
265678923 
20835 
idiaceae; 
265678878 


Clostridiaceae; 
ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 

ref |NR_029184.1 
bium etli Bacter 


Clostridium sporogenes 
idium sporogenes 


Rhizobium etli strain 
ia; Proteobacteria; 


Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

457424 Bacteria_16S 1487592 1487679 25 111 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
457424 Bacteria_16S 1986034 1986133 14 110 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

457424 Bacteria_16S 1987635 1987702 45 111 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 

457424 Bacteria_16S 2508436 2508495 39 98 gi|219857372|ref|NR_024960.1| Thermohalobacter 
berrensis strain CTT3 16S ribosomal RNA, partial sequence 2507000 2508520 Thermohalobacter berrensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

457424 Bacteria_16S 3199476 3199563 25 TL gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

457424 Bacteria_16S 3657253 3657340 25 111 gi|219846467|ref|NR_026059.1| Rhizobium giardinii 
strain H152 16S ribosomal RNA, partial sequence 3655877 3657353 Rhizobium giardinii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
457424 Bacteria_16S 3981113 3981200 25 ee ei gi|219846238|ref|NR_025828.1| Rhizobium galegae 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
457424 Bacteria_16S 4077510 4077577 31 98 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

457424 Bacteria_16S 166938 166984 66 111 gi| 265678952 |ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

457424 Bacteria_16S 208244 208290 65 110 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

457424 Bacteria_16S 412011 412057 66 111 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

457424 Bacteria_16S 449034 449120 25 110 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

457424 Bacteria_16S 933930 933976 66 111 gi| 265678423 |ref|NR_028725.1| Lactobacillus 
salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 
salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

457424 Bacteria_16S 1266323 1266369 66 111 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

457424 Bacteria_16S 1357427 1357473 66 111 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


457424 Bacteria_16S 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacter 


457424 Bacteria_16S 
strain DSM 20285 
Firmicutes; 
457424 Bacteria_16S 


haemolyticum strain ATCC9650 16S ribosomal RNA, partial 
Clostridia; 


haemolyticum Bacteria; 
457424 Bacteria_16S 


plurifarium strain LMG 11892 16S ribosomal RNA, partial 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 
457424 Bacteria_16S 


intestinalis strain KMS2 16S ribosomal RNA, partial sequence 


intestinalis Bacteria; 
Desulfovibrio. 
457424 Bacteria_16S 
strain DSM 10022 
Firmicutes; 
457424 Bacteria_16S 
strain DSM 10365 
Firmicutes; 
457424 Bacteria_16S 
strain CNS 2-75 1 


457424 Bacteria_16S 


metallireducens strain GS-15 16S ribosomal RNA, partial 
metallireducens Bacteria; 


Geobacter. 
457424 Bacteria_16S 
phenolicus strain 
phenolicus Bacteria; 

457424 Bacteria_16S 

alaskensis strain All 
Bacteria; 
457424 Bacteria_16S 


proteolyticum strain CG 16S ribosomal RNA, partial sequence 18057 
Clostridiales; 


Bacteria; Firmicutes; 
457424 Bacteria_16S 


chartatabidum strain 163 16S ribosomal RNA, partial sequence 
chartatabidum Bacteria; 


457424 Bacteria_16S 


acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 


acetylenicus Bacteria; 
Pelobacter. 
457424 Bacteria_16S 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partia 


beijerinckii Bacteria; 
457424 Bacteria_16S 

strain IP 2227 16 
Firmicutes; 
457424 Bacteria_16S 


taiwanensis strain cf 16S ribosomal RNA, partial sequence 


Bacteria; 
457424 Bacteria_16S 
strain Z 4493 16S 
Firmicutes; 
457424 Bacteria_16S 
aurantiaca strain 
Bacteria; 
457424 Bacteria_16S 
strain AMX51 16S 


457424 Bacteria_16S 


fructosovorans strain JJ 16S ribosomal RNA, partial sequence 
fructosovorans Bacteria; 


Desulfovibrio. 
457424 Bacteria_16S 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
Lactobacillales; 


satsumensis Bacteria; 
457424 Bacteria_16S 
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Clostridia; 
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3132462 3132532 31 
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Clostridiales; 
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Clostridiales; 
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LR7.2 16S ribosomal RNA, 
Firmicutes; 
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16S ribosomal RNA, 


66 


Proteobacteria; Deltaproteobacteria; 


182014 182059 66 


Clostridia; 
198829 198874 67 


Firmicutes; 
200450 200507 55 


Proteobacteria; 
211352 211397 67 


Firmicutes; 
212910 212955 67 


Clostridiales; 
391913 391994 31 
633256 633337 17 

Clostridiales; 
698457 698526 32 


843850 843935 26 


970989 971034 66 
Proteobacteria; 
1033659 1033704 66 


Firmicutes; 
1121318 1121391 39 


Proteobacteria; 


Clostridia; 


Clostridia; 


Clostridia; 


101 


111 


111 


S ribosomal RNA, partial sequence 
Clostridia; 


ribosomal RNA, partial sequence 
Clostridia; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 


110 


Deltaproteobacteria; 


110 


111 


gi 


gi 


16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fami 


gi 


16S ribosomal RNA, partial sequence 3285670 32871 
Clostridia; 


6S ribosomal RNA, partial sequence 3683303 36847 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


CB-R 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 


842468 84394 


gi 


gi 


Lactobacillace 


gi 


dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 


219878437 
sequence 

ia; 
219878249 


ly XI. I 
219846730 


265678397 


Des 


265678356 
sequence 


Rhizobiales; 


ref|NR_025576.1 
1655822 16572 
Brucel 


ref |NR_025388.1 


30 Peptoniphilus 
ncertae Sedis; 
ref |NR_026322.1 


Bosea. 
NR_028699.1 
9 
ulfovibrionales; 


ae; 
ref 


NR_028658.1 
1032165 103372 


ae; Lactobacillu 


228716127 


NR_027547.1 


7 
I 


Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Pediococcus. 
100 gi|219857121|ref|NR_024749.1| Clostridium 
sequence 2792664 2794128 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
101 gi|219846834|ref|NR_026426.1| Mesorhizobium 
sequence 3131100 3132536 Mesorhizobium 
Rhizobiales; Phyllobacteriaceae; 
111 gi|219846821|ref|NR_026413.1| Desulfovibrio 
3150676 3152184 Desulfovibrio 
Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
98 gi|219846767|ref|NR_026359.1| Peptoniphilus ivorii 


ivorii Bacteria; 


Peptoniphilus. 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Clostridiaceae; Clostridium. 
101 gi|219846448|ref|NR_026039.1| Ochrobactrum anthropi 
56 Ochrobactrum anthropi Bacteria; 
llaceae; Ochrobactrum. 
111 gi|219846305|ref|NR_025895.1| Geobacter 
sequence 3885428 3886973 Geobacter 
Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
98 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
complete sequence 4077655 4079183 Cryptanaerobacter 
Clostridiales; Peptococcaceae; Cryptanaerobacter. 
110 gi|265679030|ref|NR_029338.1| Desulfovibrio 
complete sequence 49907 51436 Desulfovibrio alaskensis 
Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
110 gi| 265678942 |ref|NR_029250.1| Clostridium 
4 182073 Clostridium proteolyticum 
Clostridiaceae; Clostridium. 
111 gi|265678931|ref|NR_029239.1| Clostridium 
197405 198934 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
1171 gi|265678930|ref|NR_029238.1| Pelobacter 
198985 200521 Pelobacter 
Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
111 gi| 265678922 |ref|NR_029230.1| Clostridium 
1 sequence 209908 211410 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
111 gi|265678921|ref|NR_029229.1| Clostridium baratii 
211461 212968 Clostridium baratii Bacteria; 
Clostridiaceae; Clostridium. 
111 gi|265678794|ref|NR_029099.1| Chitinimonas 
390482 392023 Chitinimonas taiwanensis 
Burkholderiaceae; Chitinimonas. 
98 gi| 265678629 |ref|NR_028934.1| Acetobacterium tundrae 
631874 633351 Acetobacterium tundrae Bacteria; 
Eubacteriaceae; Acetobacterium. 
101 gi|265678584|ref|NR_028889.1| Brevundimonas 
697118 698533 Brevundimonas aurantiaca 
Caulobacteraceae; Brevundimonas. 
110 gi| 265678484 |ref|NR_028787.1| Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Lactobacillus 

0 Lactobacillus 

Ss. 
Anaeromyxobacter 


1119856 1121404 Anaeromyxobacter dehalogenans 


2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 


Anaeromyxobacter. 


457424 Bacteria_16S 1340542 1340623 31 111 gi|228721340|ref|NR_027605.1 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 134062 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospiril 


Magnetospirillum. 


457424 Bacteria_16S 1397950 1398027 24 101 


gi 


nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 


nodulans ORS 2060 
Methylobacterium. 
457424 Bacteria_16S 1707683 1707728 67 111 
strain SH1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
457424 Bacteria_16S 1963134 1963175 70 111 
strain 95Al1 16S ribosomal RNA, complete sequence 
Proteobacteria; 
457424 Bacteria_16S 
strain ATCC 15253 


2024124 2024201 24 101 


457424 Bacteria_16S 2614923 2614996 39 111 
strain CVL 16S ribosomal RNA, partial sequence 
Proteobacteria; 
457424 Bacteria_16S 
strain ACCC 19665 
Bacteria; 
457424 Bacteria_16S 


2624112 2624192 31 111 


2946620 2946665 66 111 


Bacteria; Proteobacteria; Alphaproteo 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
219857256 
2613469 26150 
Deltaproteobacteria; Desulfovibrionales; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


gi 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacteria; 
457424 Bacteria_16S 


Firmicutes; Lactobacillales; 
2995087 2995164 24 101 


Lactobacillaceae; 
219846927 


gi 


larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 


larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhizobium/Agrobacterium group; Agrobacterium. 
457424 Bacteria_16S 3241792 3241829 63 100 
strain NZ35 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 
457424 Bacteria_16S 3276416 3276497 17 


98 


strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


Firmicutes; Clostridia; 
457424 Bacteria_16S 


Clostridiales; 


3279444 3279525 17 98 


gi 


gi 


gi 


paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 


paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; 


457424 Bacteria_16S 1272434 1272493 33 
2077 16S ribosomal RNA partial sequence 
Deltaproteobacteria; Desulfobacterales; 
457424 Bacteria_16S 1580980 1581056 25 
americanum strain 


92 


101 


Sinorhizobium/Ensifer group; Sinorhizobium. 
457424 Bacteria_16S 2619622 2619674 60 111 
strain CKB 16S ribosomal RNA, partial sequence 
Proteobacteria; 
457424 Bacteria_16S 
immobile strain E 
Bacteria; 
457424 Bacteria_16S 
limneticum strain 
Bacteria; 
457424 Bacteria_16S 
strain BL 70/20 1 
Firmicutes; Clostridia; 
457424 Bacteria_16S 

strain LMG 7837 1 


3026876 3026951 25 101 


3075376 3075428 60 111 


3593578 3593659 31 111 


Clostridiales; 
3604352 3604428 25 


101 


gi 


gi 


CFNEI 156 16S ribosomal RNA, partial 
americanum Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Caulobacterales; 


gi 


gi 


gi 


1271016 1272493 Desulfonema magnum Ba 
Desulfobacteraceae; 


sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


Sinorhizobium. 
457424 Bacteria_16S 
strain BAL-1 16S 


131839 131874 63 
ribosomal RNA, 


98 
complete sequence 


gi 


Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 


457424 Bacteria_16S 234124 234171 65 111 


gi 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 


sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodobacter. 
457424 Bacteria_16S 


333134 333169 63 98 


gi 


228715764 
bacteria; 


219878403 
1706248 17077 
Clostridiaceae; 


Desulfovibrionaceae; 
219857249 
26227 
Phyllobacteriaceae; 
219856826 


Rhizobiales; 


219846760 
3240430 32418 
Clostridiaceae; 


Desul 
219878491 


Rhizobiales; 


219857253 
2618180 26196 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
219846906 
30255 


219846872 
cda-1 16S ribosomal RNA, partial sequence 30739 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyc 
219846513 
6S ribosomal RNA, partial sequence 3592199 35936 


Clostridiaceae; 


265678975 
130392 13190 


265678907 
Rhodobacterales; 


265678839 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 


ref |NR_027539.1 
1396599 13980 


ref|NR_025542.1 


ref|NR_025359.1 


ref |NR_024887.1 
09 Desulfovibrio 


ref |NR_024879.1 


ref |NR_024645.1 
2945130 294667 


ref|NR_026519.1 
2993732 299516 


ref |NR_026352.1 


fonema. 
ref|NR_025251.1 

1579624 158106 
Rhizobiace 


ref|NR_024884.1 
85 Dechloromonas 
Dechloromonas. 
ref|NR_026498.1 
10 3026975 Phenyl 
Caulobacteraceae; 
ref|NR_026464.1 
12 3075441 Ferrib 
laceae; Ferr 


ref |NR_026105.1 


ref|NR_026096.1 
32 Sinorhizobium 
Sinorhizobium/Ens 


ref|NR_029283.1 


ref|NR_029215.1 
232719 234184 
Rhodo 


3 
Rhizobiales; Methylobacteriaceae; 


Magnetospirillum 
3 Magnetospirillum 


lales; Rhodospirillaceae; 


Methylobacterium 
3 Methylobacterium 


Clostridium diolis 


30 Clostridium diolis Bacteria; 
Clostridium. 
219878220 
1961654 19631 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Pasteurella. 
219878180|ref|NR_025319.1| Caulobacter henricii 
2022770 2024208 Caulobacter henricii Bacteria; 


Caulobacter. 


Desulfovibrio senezii 
senezii Bacteria; 


Desulfovibrio. 


Mesorhizobium amorphae 


31 2624203 Mesorhizobium amorphae 
Mesorhizobium. 


Lactobacillus 
8 Lactobacillus 


Lactobacillus. 


Agrobacterium 
8 Agrobacterium 


Rhizobiaceae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Thermobrachium. 
219846737|ref|NR_026329.1| Acetobacterium bakii 

04 Acetobacterium bakii Bacteria; 
Acetobacterium. 
219846735|ref|NR_026327.1| Acetobacterium 

3278074 3279532 Acetobacterium 
Eubacteriaceae; Acetobacterium. 

219846399|ref|NR_025990.1| Desulfonema magnum DSM 


cteria; Proteobacteria; 
Sinorhizobium 

0 Sinorhizobium 

ae; 


Dechloromonas agitata 
agitata Bacteria; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Ferribacterium 
acterium limneticum 
ibacterium. 
Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
Clostridium. 
219846504 
6S ribosomal RNA, partial sequence 3602996 36044 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Chrysiogenes arsenatis 


2 Chrysiogenes arsenatis Bacteria; 


Rhodobacter 
Rhodobacter 
bacteraceae; 


ref|NR_029144.1 


331642 


Moorella 
333194 Moorella 


thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 


457424 Bacteria_ 


favisporus strain 
Firmicu 


Bacteria; 
457424 Bacteria_ 


ludipueritiae str 
ludipueritiae Bac 


Roseomonas. 
457424 Bacteria_ 


hamburgensis stra 
Proteob 


Bacteria; 
457424 Bacteria_ 
strain USDA 9030 


457424 Bacteria_ 
strain LMG 18419 
Firmicutes; 
457424 Bacteria_ 


strain Cm al3 16S 
D 


Proteobacteria; 
457424 Bacteria_ 


lanuginosus strai 
lanuginosus Bacte 


Chondromyces. 


457424 Bacteria_16S 
submarinus strain 
Proteob 
457424 Bacteria_16S 
chinjuensis strai 
Firmicu 
457424 Bacteria_16S 
carboxydohydrogen 
carboxydohydrogen 
457424 Bacteria_16S 
echinoides strain 
echinoides Bacter 


Bacteria; 


Bacteria; 


Sphingomonas. 


457424 Bacteria_16S 
vietnamensis stra 
vietnamensis Bact 


Desulfovibrio. 


457424 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; 


Tenericutes; Moll 


457424 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


457424 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


457424 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; 


strain KPA 16S ri 
Firmicutes; Lacto 


457424 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


457424 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


457424 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


457424 Bacteria_16S 


Bacil 


Clost 
457424 Bacteria_16S 
strain BC-3 16S r 


16S 433647 433714 31 98 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
16S 562241 562288 65 111 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
16S 1366244 1366323 33 111 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
16S 1504057 1504144 25 111 gi 


16S 1943273 1943340 31 98 gi 


lales; 
16S 


Paenibacillaceae; Paenibacillus 
1982865 1982964 14 110 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Sora 
16S 1984450 1984549 14 110 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


2103690 2103749 39 98 gi 
6N 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Desulfov 
2432820 2432887 31 98 gi 
n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2861034 2861113 33 111 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2865644 2865731 25 111 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


e 


a; 


3314498 3314533 66 101 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
3529455 3529494 67 


106 gi 


ridia; Clostridiales; Clostridiaceae; Cl 
4080654 4080721 31 98 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
14926 14968 70 111 gi 
strain B-38 16S ribosomal RNA, partia 


Bacteria; Proteobacteria; Gammaproteo 


1 


17969 18015 66 111 


gi 


265678766 
ence 43219 
nibacillus 
265678678 
sequence 

eria; 


228719040 
ence 13648 
les; 
219846475 
16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobi 
219878233 
16S ribosomal RNA, partial sequence 1941853 19433 


219878207 
1981436 19829 
ng 
219878206 
ue 
ia 


219878118 


ib 
219857436 
nc 
ni 


219846711 
eq 
ed. 


219846557 
6S ribosomal RNA, partial sequence 3528019 35294 


Rhod 


Brady 


aceae; R 


iineae; 


nce 
Myxoco 


v 
21022 
rionales 


e 24314 


tial seq 
acteria; 
equence 


Sphingo 


uence 
a; Desul 


ostridiu 


219846166 
4079234 40807 
taceae; 
265679054 


bacteria; 


265679052 


Sp 


sequence 


bacillus. 
219856884 
ar 
ob 
219856881 

s 


ref|NR_029071.1| Paenibacillus 

6 433742 Paenibacillus favisporus 

ref|NR_028983.1] Roseomonas 
560822 562307 Roseomonas 


ospirillales; Acetobacteraceae; 
Nitrobacter 


acter hamburgensis X14 


ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Nitrobacter. 
ref|NR_026067.1| Rhizobium tropici 
57 Rhizobium tropici Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025372.1| Paenibacillus cookii 
47 Paenibacillus cookii Bacteria; 
ref|NR_025346.1| Chondromyces robustus 
73 Chondromyces robustus Bacteria; 
Polyangiaceae; Chondromyces. 
ref|NR_025345.1] Chondromyces 

1983024 1984558 Chondromyces 
ccales; Sorangiineae; Polyangiaceae; 


Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Paenibacillus 
acillus chinjuensis 


ref|NR_025257.1 
11 2103776 Desulf 
; Desulfohalobia 
ref|NR_025024.1 
10 2432897 Paenib 


Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


ref 
uenc 


NR_024703.1 
e 285967 
Rhizobiales; Br 
ref |NR_024700.1 

2864276 286573 
monadales; Sphin 


ref |NR_026303.1 
3313036 331453 
fovibrionales; D 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 
m. 
ref|NR_025756.1| Spiroplasma melliferum 
48 Spiroplasma melliferum Bacteria; 
iroplasma. 
ref |NR_029362.1 
13461 14981 
Thiotrichales; 


Francisella tularensis 
Francisella tularensis 
Francisellaceae; 


ref|NR_029360.1| Lactobacillus perolens 


bacillales; 


ibosomal RNA, partial sequence 


Lactobacillaceae; 


16478 
Lactobac 


18031 
illus. 


Lactobacillus perolens Bacteria; 


G 
457424 Bacteria_16S 


45267 45309 70 111 
ribosomal RNA, complete sequence 
ammaproteobacteria; Oceanospirillales; 
95152 95198 66 111 gi 
bosomal RNA, complete sequence 
bacillales; Lactobacillaceae; Lactobac 
165375 165421 66 111 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
183557 183599 70 111 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

364639 364681 70 111 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
393503 393569 31 97 gi 


gi 


H 


il 


s 
L 


cl 


en 
te 


265679034 
43805 


265679000 
93645 


265678953 


265678941 


182124 18361 


265678812 


265678793 


45323 
alomonad 


95214 
lus. 


equence 
actobaci 
ostridiu 


ce 36326 
rales; C 


mM. 


ref|NR_029342.1| Carnimonas nigrificans 
Carnimonas nigrificans Bacteria; 

aceae; Carnimonas. 

ref|NR_029308.1| Lactobacillus lindneri 
Lactobacillus lindneri Bacteria; 


Lactobacillus 
Lactobacillus 


ref|NR_029261.1 
163866 165437 

llaceae; Lactobacillus. 

ref|NR_029249.1| Clostridium irregulare 

2 Clostridium irregulare Bacteria; 


ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 


Phenylobacterium 
obacterium lituiforme 


massiliensis strain 2301065 16S ribosomal RNA, partial sequence 


massiliensis Bact 


eria; Firmicutes; Bacillales; Paenibacil 


laceae; 


; Phenylobacterium. 
ref|NR_029098.1| Paenibacillus 
392074 393575 Paenibacillus 
Paenibacillus. 


457424 Bacteria_16S 
Kx156A7 16S ribosomal RNA, 
Firmicutes; 


gastricus strain 
gastricus Bacteria; 


457424 Bacteria_16S 
Kx127A2 16S ribosomal RNA, 
Firmicutes; 


kalixensis strain 


kalixensis Bacteria; 
457424 Bacteria_16S 


strain E7107 16S 


413611 413657 66 


415219 415261 70 


447542 447588 65 


471919 471961 70 


493487 493529 70 


537753 537795 70 


Lactobacillales; 


111 


gi| 265678779 


complete sequence 


111 


Lactobacillaceae; 


gi| 265678778 


complete sequence 


Lactobacillales; 


110 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
457424 Bacteria_16S 
strain DLE411J 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
457424 Bacteria_16S 
strain R65 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
457424 Bacteria_16S 
strain CR 16S ribosomal RNA, partial sequence 


111 


111 


111 


gi| 265678757 
446125 44760 


gi| 265678737 
470446 47199 


gi| 265678723 
492024 49353 


gi| 265678694 
536318 53780 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


457424 Bacteria_16S 


551589 551635 66 


111 


gi| 265678685 


versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 


versmoldensis Bacteria; 
457424 Bacteria_16S 

albertensis strain DSM 14366 16S ribosomal RNA, 
albertensis Bacteria; 


Acidithiobacillus. 


457424 Bacteria_16S 


hassiacum strain 
Bacteria; 


mindensis strain 
mindensis Bacteria; 


457424 Bacteria_16S 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 


Bacteria; 


Desulforhopalus. 


457424 Bacteria_16S 


strain DSS-3 16S 


strain CIP 104663 


sapovorans strain 
Bacteria; 


Firmicutes; 


16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
457424 Bacteria_16S 
OM 16S ribosomal RNA, 
Firmicutes; 
457424 Bacteria_16S 


Firmicutes; 
563805 563851 55 


Proteobacteria; 


593832 593874 70 


612015 612061 66 


668210 668252 70 


Proteobacteria; Alphaproteobacteria; 
457424 Bacteria_16S 
strain J1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 
457424 Bacteria_16S = 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 
singaporensis Bacteria; 


768858 768900 70 


907609 907659 51 
Proteobacteria; 


930777 930819 70 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
457424 Bacteria_16S 


961797 961839 70 


994096 994134 60 


Clostridia; 
1058029 1058071 70 


Lactobacillales; 


Lactobacillales; 


101 


Gammaproteobacter 


111 


W-51 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; S 
457424 Bacteria_16S 
TMW 1.80 16S ribosomal RNA, 


111 


265678677 
sequence 


gi 
partial 


265678657 

59240 

phingomonadales; 
gi| 265678644 


gi 


complete sequence 


Lactobacillaceae; 


111 gi| 265678604 

66678 
Rhodospirillales; 
111 gi| 265678534 


101 


Deltaproteobacteria; 


111 


111 


complete sequence 
Pseudomonadales; Pseudomonadaceae; 


98 


complete sequence 
Clostridiales; 


111 


767437 76891 
gi|265678440 


gi| 265678425 
929371 93083 


265678404 
96032 


gi 


265678382 
99261 
Syntrophomonadac 

gi| 265678339 


gi 


rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequenc 


rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Rhodopseudomonas. 


457424 Bacteria_16S 


1064158 1064196 60 


98 


Rhiz 


gi| 265678335 


acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 


acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacill 
457424 Bacteria_16S 
strain Y 16S ribosomal RNA, partial sequence 1083512 1084952 Sphingobium amiense B 
Alphaproteobacteria; 
457424 Bacteria_16S 
witflariensis strain W-5 
witflariensis Bacteria; 


Sphingopyxis. 


457424 Bacteria_16S 
phragmitetus strain C6-1 
phragmitetus Bacteria; 


Pannonibacter. 


457424 Bacteria_16S 
acetoxidans DSM 771 16S ribosomal RNA, partial sequence 
Clostridiales; 


DSM 771 Bacteria; 


Sphingomonadales; 


Firmicutes; 


1084909 1084951 70 


1142502 1142544 70 


1144022 1144064 70 


1160627 1160661 64 


Clostridia; 


111 


Sphingomonadaceae; 


111 


111 


98 


gi| 265678320 


gi| 253680762 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi| 253680761 


9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


228721485 


gi 


Peptococ 


Acetobacteraceae; 


seudomonadaceae; 


Lactobacillaceae; 


ia; Acidithiobacillales; A 


Desulfobacterales; D 


Sphingobium. 


Sphingomonadales; 


Rhodobacterales; 


ref |NR_029084.1 
412124 413673 
Lactobacillus. 
ref|NR_029083.1 

413724 415278 


Lactobacillaceae; Lactobacillus. 


Marinobac 
ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref |NR_028990.1 

550095 551652 
Lactobacil 
ref |NR_028982.1 

562358 563851 


ref |NR_028962.1 
8 593892 Novosp 
Sphingomonadacea 
ref |NR_028949.1 
610536 612079 
Lactobacillus. 
ref|NR_028909.1 
6 668269 Glucon 
Acetobacteraceae 
ref |NR_028838.1 


Devosia. 


ref|NR_028742.1 


ref |NR_028727.1 


ref |NR_028706.1 
Pseudomon 
ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028637.1 
1062699 106423 


ref|NR_028622.1 


ref |NR_028010.1 
1141076 114255 
Sp 


ref|NR_028009.1 
1142608 114408 
Rhod 


ref 


Lactobacillus 
Lactobacillus 


Lactobacillus 
Lactobacillus 


ref|NR_029062.1| Roseomonas cervicalis 
3 Roseomonas cervicalis Bacteria; 
Roseomonas. 

ref|NR_029042.1| Pseudomonas lini 

0 Pseudomonas lini Bacteria; 
Pseudomonas. 

ref|NR_029028.1| Marinobacter sediminum 

5 Marinobacter sediminum Bacteria; 


ter. 


Lactobacillus 
Lactobacillus 
lus. 
Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Lactobacillus 
Lactobacillus 


Gluconacetobacter 
acetobacter entanii 
; Gluconacetobacter. 

Devosia neptuniae 


4 Devosia neptuniae Bacteria; 
Hyphomicrobiaceae; 


Desulforhopalus 
Desulforhopalus 
esulfobulbaceae; 


Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 
Rhodobacterales; Rhodobacteraceae; Ruegeria. 


as. 
Syntrophomonas 
phomonas sapovorans 
nas. 
Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Sphingobium amiense 
acteria; 


Sphingopyxis 
7 Sphingopyxis 
hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Desulfotomaculum 


NR_027608.1 


caceae; 


1159166 1160688 Desulfotomaculum acetoxidans 
Desulfotomaculum. 


Caminibacter profundus 
profundus Bacteria; 


Pseudomonas veronii 
3 961843 Pseudomonas veronii Bacteria; 


Proteobacteria; 


457424 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; B 


457424 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


457424 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


457424 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


457424 Bacteria_16S 


owensensis OL 16S 
Bacteria; Firmicu 
Sedis; Caldicellu 


457424 Bacteria_16S 


diazotrophicus st 


diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphapro 
Gluconacetobacter. 
457424 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


457424 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


457424 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


457424 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


457424 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


457424 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


457424 Bacteria_16S 


strain DSM 5901 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
457424 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


457424 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


457424 Bacteria_16S 


strain NF23 16S r 
Proteobacteria; G 


457424 Bacteria_16S 


alexandrii strain 
alexandrii Bacter 


457424 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


457424 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Chromohalobacter. 


457424 Bacteria_16S 


strain L1/68 16S 


Proteobacteria; G 


457424 Bacteria_16S 


strain TMW 1.666 
Bacteria; Firmicu 


1180374 1180416 70 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1233214 1233284 31 101 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1288948 1288994 66 111 gi 


111 gi 


Weissella. 


1293368 1293410 70 111 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 

1305496 1305542 66 111 gi 


ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 
1354362 1354404 70 111 gi 
rain PAl 5 16S ribosomal RNA, partial 


Thermoanaerobacterale 


1369423 1369493 31 101 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1391939 1391981 70 111 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1445284 1445326 70 111 gi 
rain 5SM22 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


, 


1470938 1470980 70 111 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1643543 1643585 70 111 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1645104 1645146 70 111 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1648075 1648145 31 101 gi 


gi 


1649572 1649642 31 101 gi 
ia; Rhodospirillales; Acetobacteraceae 
1722954 1722996 59 101 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1724495 1724537 59 101 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1829222 1829264 70 111 gi 
C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1864246 1864288 70 111 gi 
n Bal 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
1865828 1865870 70 111 gi 
ATCC 43984 16S ribosomal RNA, partial 
ia; Proteobacteria; Gammaproteobacteri 


1928162 1928204 70 111 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1944907 1944949 70 111 gi 
16S ribosomal RNA, complete sequence 

tes; Lactobacillales; Lactobacillaceae 


gi 


457424 Bacteria_16S 


228717704 


1178919 1180416 Nitro 


itrosomona 
219878271 
quence 

cteria; Rh 
219846052 


1287447 1289004 Weiss 


228716433 
tial seque 
oteobacter 


219846460 


1304017 13055 


s; Thermoa 
228720330 
sequence 

teobacteri 


228718692 
ence 13679 
ibrionales 
228716336 
e 13905 
Parvularc 
224581424 
sequence 

teria; Rho 


224581406 
1 sequence 


ria; Pseud 


219878448 


1642082 16435 


seudomonad 
219878447 


1643643 16451 


seudomonad 
219878444 


6S ribosomal RNA, partial sequence 1646706 16481 


Acetobacte 
219878443 


somal RNA, partial sequence 1648203 1649649 Stell 


; Stella. 
219878393 


1721510 17230 


oraxellace 
219878392 


1723051 17245 


oraxellace 
219878317 
quence 
a; Rhodoba 
219878292 
nce 18627 
irillales; 
219878291 
sequence 
a; Oceanos 


219878243 


1926697 19282 


anthomonad 
219878232 

19433 
; Lactobac 


2114237 2114279 70 111 gi 


219857659 


ref 
somo 


NR_027566.1 
nas eutropha 
daceae; Nitroso 
ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref |NR_025642.1 
ella soli Bacter 


ref 
nce 
ia; 


NR_027551.1 
129190 
Alteromonada 


ref|NR_026051.1 


naerobacterales 


ref|NR_027591.1 

1352934 135441 
a; Rhodospirilla 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027205.1 

1443876 144534 
dobacterales; Rh 


ref|NR_027187.1 

1469465 147099 
omonadales; Mora 
ref |NR_025587.1 


acea 
ref 


e; Pseudomon 
NR_025586.1 


acea 
ref 


e; Pseudomon 
NR_025583.1 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 


ref |NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025456.1 
1827843 182926 
cterales; Hyphom 
ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 
ref|NR_025430.1 

1864353 186588 
pirillales; Halo 


ref|NR_025382.1 
aceae; Ignatzsch 
ref|NR_025371.1 
98 1944958 Lactob 
illus. 
ref|NR_025248.1 


Nitrosomonas eutropha 
C91 Bacteria; 


monas . 


Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Weissella soli strain 

ia; Firmicutes; 
Marinobacter 

4 1293412 Marinobacter 


les; Alteromonadaceae; 


Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Gluconacetobacter 

8 Gluconacetobacter 

les; Acetobacteraceae; 


Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


Psychrobacter 
0 Psychrobacter 


xellaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 
Psychrobacter luti 
luti Bacteria; 
rs 

Psychrobacter 
fozii Bacteria; 
r. 

Oceanicaulis 
6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 
monadaceae; 


fozii 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Lactobacillus frumenti 
acillus frumenti 


Novosphingobium 


pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


Sphingomonadales 


Sphingomonadaceae; 


v 


457424 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


457424 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


457424 Bacteria_16S 


venustensis strai 
Bacteria; Proteob 


457424 Bacteria_16S 


strain LBB1 16S r 
Proteobacteria; A 


457424 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


457424 Bacteria_16S 


strain CCUG 43179 
Bacteria; Firmicu 


457424 Bacteria_16S 


alkaliphilum stra 
Bacteria; Firmicu 


457424 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 
457424 Bact 
strain CIP 105470 
Proteobacteria; G 
457424 Bact 
strain CIP 105259 
Proteobacteria; G 
457424 Bact 
strain CIP 105274 
Proteobacteria; G 


457424 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


457424 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


457424 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


457424 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


457424 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


457424 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


457424 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


457424 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


457424 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


457424 Bacteria_16S 


strain ATCC 13522 
Bacteria; Proteob 


457424 Bacteria_16S 


strain ATCC 49968 
Bacteria; Proteob 


457424 Bacteria_16S 


strain DSM 3050 1 
Proteobacteria; G 


eria_16 


eria_16 


eria_16 


2197581 2197627 66 111 gi 
LMG 21017 16S ribosomal RNA, complete 
a; Firmicutes; Lactobacillales; Lactob 
2220251 2220293 70 111 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


2264526 2264568 70 111 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2341666 2341708 70 111 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
2388759 2388805 66 111 gi 


n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2466272 2466318 66 111 gi 

16S ribosomal RNA, complete sequence 
tes; Lactobacillales; Lactobacillaceae 
2528126 2528160 64 98 gi 


in S1 16S ribosomal RNA, partial seque 
tes; Clostridia; Clostridiales; Peptoc 
2556440 2556482 70 111 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
Ss 2558006 2558048 70 111 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
s 2562632 2562674 70 111 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2571765 2571807 70 111 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580886 2580928 70 111 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582452 2582494 70 111 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2584022 2584064 70 111 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585591 2585633 70 111 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596429 2596471 70 111 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597995 2598037 70 111 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2674105 2674151 66 111 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2716011 2716053 59 101 gi 
in MD17 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


2786679 2786717 60 98 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2854888 2854930 70 111 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2859571 2859613 70 111 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2864173 2864215 70 111 gi 


ammaproteobacteria; Pseudomonadales; P 


457424 Bacteria_16S 


carotinifaciens s 


2340265 23417 


6S ribosomal RNA, partial sequence 2862729 28642 


219857601 
sequence 

acillaceae 
219857586 
tial seque 
acteria; P 


219857557 
ence 22630 
irillales; 
219857501 


hodobacter 
219857468 
nce 23873 
s; Thermoa 
219857406 
24647 
; Lactobac 
219857359 
nce 25266 
occaceae; 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857278 
25841 
nadales; P 
219857271 
25949 
seudomonad 
219857270 
25965 
nadales; P 
219857207 
e sequence 
actobacill 
219857178 
uence 
ria; Pseud 
219857126 
ial sequen 
clobacilla 
219856888 
28534 
nadales; P 
219856885 
28581 
nadales; P 
219856882 


seudomonad 


2926916 2926958 70 111 gi 
train E-396 16S ribosomal RNA, complet 


219856839 
e sequence 


ref 


ND 


; La 
ref 
nce 
seudomonadal 
ref 


Alc 
ref 


NR_025189.1 
196082 219764 
ctobacillus. 
NR_025174.1 

221879 


es; 


NR_025145.1 
50 2264581 Alcani 
anivoracacea 
NR_025089.1 


Lactobacillus 
0 Lactobacillus 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


acea 
ref 


e; 


obactera 
ref 
63 2466330 La 
illus 
ref 
73 2528174 De 
Desulfotomac 
ref 
74 2556489 Ps 
seudomonadac 
ref 
40 2558055 Ps 
aceae; Pseud 
ref 
68 2562680 Ps 
aceae; Pseud 
ref 
99 2571813 Ps 
aceae; Pseud 
ref 
20 2580935 Ps 
aceae; Pseud 
ref 
86 2582507 Ps 
seudomonadac 


cea 


NR_024994.1 


cto 


NR_024947.1 


sul 
ulu 


eud 


eae; 
NR_024927.1 


eud 
omo 


NR_024924.1 


eud 
omo 


NR_024918.1 


eud 
omo 


NR_024912.1 


eud 
omo 


NR_024911.1 


eud 
eae 


Rhodobaca. 
NR_025056.1 
07 2388807 Thermo 
naer 


e 


b 


£ 


fo} 


v 


O: 
n 


O: 
n 


O: 
n 


O: 
n 


fo} 


’ 


ref 


seud 
ref 


seud 
ref 
61 2596478 Ps 
aceae; Pseud 
ref 
29 2598044 Ps 
seudomonadac 
ref el 
2672606 26 
aceae; Lacto 
ref 
2714566 27 
omonadales; 


ref 
ce 2785219 27 
ceae; Alicyc 
ref 
33 2854934 Ps 
seudomonadac 
ref 
10 2859620 Ps 
seudomonadac 
ref 


’ 


NR_024910.1 
58 2584074 Pseudo 
omonadaceae; 
NR_024909.1 
25 2585640 Pseudo: 
omonadaceae; 
NR_024902.1 


eud 
omo 


NR_024901.1 


eud 


eae; 
NR_024835.1 


741 
bac 


NR_024806.1 


160 
Mor 


NR_024754.1 


867 
lob 


NR_024707.1 


eud 
eae 


NR_024704.1 


eud 
eae 


NR_024701.1 


O: 
n 


fo} 


v 


6 
i 


5 
a 


3 
a 


fo} 


, 


fe) 
i 


m. 
NR_024928.1 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Lactobacillus mucosae 
acillus mucosae 


v 


Desulfotomaculum 
otomaculum alkaliphilum 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 

Pseudomonas. 

Lactobacillus 
4 Lactobacillus 
llus. 

Psychrobacter 
7 Psychrobacter 
xellaceae; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


acea Pseud 


ref 


e; 


omo 


NR_024658.1 


n 


as. 


Paracoccus 


2925520 2926971 Paracoccus 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


457424 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


457424 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


457424 Bacteria_16S 


strain ORS 992 16 


Proteobacteria; Alphaproteobacteria; 
457424 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


457424 Bacteria_16S 


heliothermus stra 
heliothermus Bact 
Antarctobacter. 


457424 Bacteria_16S 


strain Ekho Lake- 
Proteobacteria; A 


457424 Bacteria_16S 


mathranii strain 
Bacteria; Firmicu 


457424 Bacteria_16S 


strain DSM 11363 


Proteobacteria; G 


457424 Bacteria_16S 


hydrogenovorans s 
hydrogenovorans B 
Desulfonatronovib 


457424 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


457424 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


457424 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


457424 Bacteria_16S 


frateurii strain 
frateurii Bacteri 
Gluconobacter. 


457424 Bacteria_16S 
CIB 8746 16S ribosomal RNA, partial se 


hansenii strain N 
hansenii Bacteria 
Gluconacetobacter 


457424 Bacteria_16S 


liquefaciens stra 
liquefaciens Bact 
Gluconacetobacter 


eria; Proteobacteria; Alphaproteobacte 


2973829 2973871 70 111 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


al 


3004422 3004464 70 111 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3076843 3076920 24 101 gi 
S ribosomal RNA, partial sequence 
Rhizobiales; Rhizo 
3119104 3119146 70 111 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 
3162868 3162910 70 111 gi 
in EL-219 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


nc 
ri 


ri 


3164336 3164378 70 
172 16S 
lphapro 


111 gi 
ribosomal RNA, partial sequenc 
teobacteria; Rhodobacterales; R 
3175023 3175057 64 98 gi 
A3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3178104 3178146 70 111 gi 


e 
ho 


Ss; 


ammaproteobacteria; Pseudomonadales; P 
3244878 3244940 39 101 gi 
train Z-7935 16S ribosomal RNA, partia 
acteria; Proteobacteria; Deltaproteoba 
ro. 


se 


1 
ct 


3247896 3247930 64 98 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3284006 3284087 17 98 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285531 3285612 17 98 gi 


1 
ia 


qu 
es 


ridia; Clostridiales; Eubacteriaceae; 
3419311 3419353 70 111 gi 
IFO 3264 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 


Ac 


qu 


’ 


3554078 3554120 70 111 


gi 
qu 
R 


; Proteobacteria; Alphaproteobacteria; 


3555611 3555653 70 111 gi 
in IFO 12388 16S ribosomal RNA, partial 
ri 


457424 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


strain DSM 3503 1 
Proteobacteria; A 


457424 Bacteria_16S 
in LMD 22.1 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacte 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


457424 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


strain DSM 50071 
Bacteria; Proteob 


457424 Bacteria_16S 


halophilum strain 


n. 
457424 Bacteria_16S 


acteria; Betaproteobacteria; Neisseria 
457424 Bacteria_16S 


3570736 3570778 70 111 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
Acetobacter. 
3575282 3575324 70 


eq 
ri 


111 gi 


lphaproteobacteria; Rhodospirillales; 
3592092 3592134 70 111 gi 
partial 


Ac 


s 
ri 


3628265 3628307 70 
16S ribosomal RNA, 


111 gi 
complete sequence 
le 


3629854 3629896 70 111 gi 


er 


en 
ban 

219846814 
eq 


16S ribosomal RNA, 


complete sequence 


219846941 
sequenc 
Pseu 


ia; 


219846921 
30029 


e 
llales; 


219846871 
3075492 30769 
bi 
219846843 
ce 31176 


aceae; 


llales; 


uence 
a; 


219846813 


31629 


31735 


eria; 


219846756 
sequence 
Pep 
219846732 


les; 


ence 


, 


ence 


219846541 


ence 


219846540 


sequence 
a; Rhodo 


219846529 


uence 
llales; 


219846526 
6S ribosomal RNA, partial sequence 3573863 35753 


etobacte 


219846515 


equence 
a; Rhodo 


219846487 


36267 


s; Neiss 


219846486 


36283 


R 


Rhodo 


dobacter 
219846805 


Thermoa 
219846803 
16S ribosomal RNA, partial sequence 3176631 31781 
udomonad 
219846758 
sequence 
De 


Eubact 
219846731 
6S ribosomal RNA, partial sequence 3284145 32856 
etobacte 
219846632 


Rhodospi 


hodospiri 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref|NR_026513.1 
97 3004478 Glucon 
Acetobacteraceae 
ref|NR_026463.1 


hizobium/Agrobac 
ref |NR_026435.1 
80 3119160 Glucon 
Acetobacteraceae 
ref |NR_026406.1 
161511 316291 
bacterales; Rhod 


Ww 


ref|NR_026405.1 
61 3164378 Roseov: 
aceae; Roseovari 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026395.1 


aceae; Pseudomon 
ref|NR_026350.1 

3243444 324494 
sulfovibrionales 


ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026324.1 

3282621 328409 
eriaceae; Acetob 
ref|NR_026323.1 


rium. 
ref|NR_026224.1 
3417892 341936 
rillales; Acetob 


Acetobacter 
ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026107.1 

3590670 359214 
spirillales; Ace 


ref|NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref |NR_026078.1 
74 3629910 Pseudo 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Rhizobium undicola 


, 


24 Rhizobium undicola Bacteria; 


terium group; Rhizobium. 
Gluconacetobacter 

acetobacter intermedius 
Gluconacetobacter. 

Antarctobacter 

0 Antarctobacter 

obacteraceae; 


, 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Pseudomonas graminis 


, 


59 Pseudomonas graminis Bacteria; 


as. 

Desulfonatronovibrio 
6 Desulfonatronovibrio 
Desulfohalobiaceae; 


v 


Desulfotomaculum 

8 Desulfotomaculum 
ulfotomaculum. 
Acetobacterium 

4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Gluconacetobacter 
4 Gluconacetobacter 
cteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


, 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Acetobacter 
8 Acetobacter 
tobacteraceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Pseudomonas aeruginosa 


monas aeruginosa 


acteria; Gammaproteobacteria; Pseudomonadales; P 
3654286 3654324 60 98 gi|219846469 
SEBR 3139 16S ribosomal RNA, partial sequence 


seudomonadaceae; 


Pseudomonas. 


ref|NR_026061.1 
3652827 365435 


Desulfotomaculum 
2 Desulfotomaculum 


halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 


457424 Bacteria_16S 3782029 3782071 70 111 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

457424 Bacteria_16S 3810651 3810693 70 111 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

457424 Bacteria_16S 3876050 3876092 70 111 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

457424 Bacteria_16S 3893111 3893153 70 111 gi|219846300|ref|NR_025890.1| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

457424 Bacteria_16S 3906863 3906905 70 111 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

457424 Bacteria_16S 4023167 4023209 59 101 gi|219846208|ref|NR_025798.1| Psychrobacter 
alimentarius strain JG-100 16S ribosomal RNA, partial sequence 4021723 4023216 Psychrobacter 
alimentarius Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

457424 Bacteria_16S 4086817 4086855 60 98 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

457424 Bacteria_16S 4101687 4101729 70 111 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

457424 Bacteria_16S 4167551 4167593 70 111 gi|219846102|ref|NR_025692.1| Sulfitobacter 
delicatus strain KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
delicatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

457424 Bacteria_16S 4169033 4169075 70 111 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
strain KMM 3554 16S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

457424 Bacteria_16S 432090 432131 70 110 gi|265678767|ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

457424 Bacteria_16S 504263 504304 70 110 gi|265678716|ref|NR_029021.1]| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

457424 Bacteria_16S 742471 742512 70 110 gi|265678553|ref|NR_028857.1| Roseomonas mucosa 
strain MDA5527 16S ribosomal RNA, partial sequence 741046 742527 Roseomonas mucosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

457424 Bacteria_16S 759771 759812 70 110 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

457424 Bacteria_16S 799620 799681 31 92 gi|265678513|ref|NR_028816.1| Turicibacter sanguinis 
strain MOL361 16S ribosomal RNA, partial sequence 798207 799714 Turicibacter sanguinis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Turicibacter. 

457424 Bacteria_16S 1089579 1089620 70 111 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

457424 Bacteria_16S 1478464 1478509 66 110 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

457424 Bacteria_16S 1641981 1642022 70 110 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

457424 Bacteria_16S 1871921 1871954 65 98 gi| 219878287 |ref|NR_025426.1| Geobacillus vulcani 


strain 3S-1 16S r 
Firmicutes; Bacil 


457424 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


457424 Bacteria_16S 


strain SK-1 16S r 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 

lales; Bacillaceae; Geobacillus. 
2108184 2108225 70 110 
ain MVAB Hexl 16S ribosomal RNA, 
teria; Proteobacteria; 


gi 
compl 
Gammaproteobact 


2267614 2267647 65 98 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


gi 


1870444 18719 


219878115 
ete sequen 
eria; Pseu 


75 Geobacillus vulcani Bacteria; 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 


Alkanindiges 
9 Alkanindiges 
axellaceae; 


219857555 


ref|NR_025143.1| Geobacillus toebii 


2266147 2267657 Geobacillus toebii Bacteria; 


457424 Bacteria_16S 


lutaoensis strain 
Bacteria; 


457424 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; 


strain CFML 97-51 
Bacteria; Proteob 


457424 Bacteria_16S 


stercorarium subs 


Proteobacteria; Gammaproteobacteria; Alteromo 


2303882 2303923 70 110 gi 
T5054 16S ribosomal RNA, partial sequ 


219857528 
ence 23024 
nadales; A 


ref|NR_025116.1| Marinobacter 
04 2303932 Marinobacter lutaoensis 
lteromonadaceae; Marinobacter. 


G 
457424 Bacteria_16S 


2322209 2322250 70 


2323761 2323802 70 


2326717 2326750 65 
p- 


Clostridium stercorarium subsp. 


Clostridiaceae; C 


457424 Bacteria_16S 


strain DSM 12272 
Firmicutes; Clost 


457424 Bacteria_16S 
ain SPL77A 16S ribosomal RNA, partial 
Clostridia; 


frigidicarnis str 
frigidicarnis Bac 


457424 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


457424 Bacteria_16S 


dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 


457424 Bacteria_16S 


lostridium. 
2531180 2531213 67 


ridia; Clostridiales; 
2570213 2570246 67 


teria; Firmicutes; 
3036130 3036163 67 


ridia; Clostridiales; 
3055987 3056028 60 


cteria; Proteobacteria; 


3079939 3079980 71 


110 


1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


110 


4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 
219857512 


98 


leptospartum strain ATCC 35414 16S 


100 


100 


100 


bosomal RNA, partial sequence 
Clostridiaceae; 


101 


rain CreMall 16S ribosomal RNA, partia 
Betaproteobacteria; 


111 


Clostridi 
219846899 


gi 
232 
seudomon 
gi 
232 


gi 
ribosoma 


gi 


Clostrid 
gi 
sequence 
ales; 

gi 
3034695 303 
Clostrid 
gi 
1 sequen 
Rh 


gi 


multipotens strain RH-8 16S ribosomal RNA, partial sequence 307 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurel 
457424 Bacteria_16S 
propionica strain U-8 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurel 
457424 Bacteria_16S 
ain K-119 16S ribosomal RNA, partial s 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


457424 Bacteria_16S 


DSM 10228 16S rib 
Firmicutes; Clost 


457424 Bacteria_16S 


stercorarium subs 


Clostridiaceae; C 


457424 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


457424 Bacteria_16S 


strain KMM 3809 1 
Proteobacteria; G 


457424 Bacteria_16S 


strain 12B4 16S r 
Firmicutes; Clost 


457424 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


457424 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


457424 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


457424 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


457424 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


457424 Bacteria_16S 


3081515 3081556 71 


3083091 3083132 71 
teria; Proteobacteria; 
3265860 3265893 67 
ridia; Clostridiales; 


3582776 3582809 65 
p- 


111 


111 


Deltaproteobacteria; 


100 


osomal RNA, partial sequence 
Clostridiaceae; 


98 


thermolacticum strain TX41 16S ribo 
Clostridium stercorarium subsp. thermolacticum Bacteria; 


lales; 
gi 
308 
lales; 
gi 
equence 
De 


gi 
3264433 326 
Clostrid 
gi 
somal RN. 


lostridium. 
3589012 3589053 71 111 gi| 219846517 |ref|NR_026109.1 
n A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulf 
acteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
4170609 4170650 70 110 gi|219846100|ref|NR_025690.1 
6S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter 


ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobac 

22584 22616 66 98 gi|265679049|ref|NR_029357.1 
ibosomal RNA, partial sequence 21157 22626 #Propionispira 
ridia; Clostridiales; Veillonellaceae; Propionispira. 

31825 31857 66 98 gi| 265679043 |ref|NR_029351.1 
S ribosomal RNA, partial sequence 30363 31864 
bacillales; Aerococcaceae; Facklamia. 

40663 40695 66 98 gi| 265679037 |ref|NR_029345.1 

F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphy 
tes; Bacillales; Staphylococcus. 

52977 53009 66 98 gi|265679029|ref|NR_029337.1 
bosomal RNA, partial sequence 51487 53037 Enterococcus 
bacillales; Enterococcaceae; Enterococcus. 

101330 101362 66 98 gi| 265678996 |ref|NR_029304.1 
ibosomal RNA, complete sequence 99832 101390 Halobacillus 
lales; Bacillaceae; Halobacillus. 

154632 154664 66 98 gi|265678960|ref|NR_029268.1 
ribosomal RNA, partial sequence 153188 15467 
ridia; Clostridiales; Clostridiaceae; Oxobacter. 

205141 205173 66 98 gi| 265678927 |ref|NR_029235.1 
in H-6-12 16S ribosomal RNA, complete sequence 203662 205201 
eria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus 

307075 307123 64 111 gi| 265678856 |ref|NR_029162.1 


219857515 


219857514 


219857357 
16S ribosomal RNA, partial sequence 2529733 25312 
Clostridiaceae; 
219857288 


219846885 


219846869 


219846868 


219846867 


219846744 


219846521 


ref|NR_025103.1 
0764 2322265 Pseudo: 
adaceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025100.1 
RNA, partial seq 


23 
P 


1 


ref|NR_024945.1 
ium. 
ref|NR_024919.1 

2568768 257024 
Clostridiaceae; Cl 
ref|NR_026491.1 
61 
ium. 
ref|NR_026477.1 
ce 3054533 305602 
odocyclales; Rhodo 


ref|NR_026461.1 
8457 3079982 Desulf 
Desulfurellaceae; 
ref|NR_026460.1 
0033 3081558 Desulf 
Desulfurellaceae; 
ref |NR_026459.1 

3081609 308313 
sulfurellales; Des 
ref |NR_026336.1 
58 
ium. 
ref|NR_026113.1 
A, partial sequenc 
Firmicutes; 


Clostridia; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Clostridium 
8 Clostridium 
ostridium. 
Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Desulfurella 

urella acetivorans 
Desulfurella. 
Marinobacter excellens 


excellens Bacteria; 


ter. 
Propionispira arboris 
arboris Bacteria; 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Staphylococcus 
lococcus condimenti 


Enterococcus asini 


asini Bacteria; 


Halobacillus litoralis 


litoralis Bacteria; 


Oxobacter pfennigii 


7 Oxobacter pfennigii Bacteria; 


Dictyoglomus 
Dictyoglomus 


Neorickettsia risticii 


strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 


457424 Bacteria_ 


thermoamylovorans 
thermoamylovorans 


457424 Bacteria_ 
strain 124-2 16S 
Firmicutes; 
457424 Bacteria_ 


xylanilyticus str 
xylanilyticus Bac 


457424 Bacteria_ 


lavamentivorans s 
lavamentivorans B 


Parvibaculum. 
457424 Bacteria_ 


strain F12 16S ri 


Lacto 


bosomal RNA, partial sequence 


422881 42442 


16S 322174 322206 66 98 gi| 265678846 |ref|NR_029151.1] Bacillus 
strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
16S 345384 345420 66 102 gi|265678828|ref|NR_029133.1| Lactobacillus pentosus 
ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 
16S 376586 376618 66 98 gi|265678804|ref|NR_029109.1| Paenibacillus 
ain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 382672 382748 25 101 gi|265678800|ref|NR_029105.1| Parvibaculum 
train DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
acteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
16S 424366 424398 66 98 gi|265678772|ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

457424 Bacteria_16S 453708 453740 66 98 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

457424 Bacteria_16S 456866 456898 66 98 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

457424 Bacteria_16S 498073 498105 66 98 gi|265678720|ref|NR_029025.1| Streptococcus 
halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

457424 Bacteria_16S 527089 527121 66 98 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

457424 Bacteria_16S 533143 533175 66 98 gi|265678697|ref|NR_029002.1| Bacillus drentensis 


strain IDA1967 16 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


457424 Bacteria_16S 
picturae strain R 


Bacteria; Firmicu 


457424 Bacteria_16S 


marismortui strai 
Bacteria; Firmicu 


457424 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


457424 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


457424 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


457424 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


457424 Bacteria_16S 


strain BT-H1 16S 


S ribosomal RNA, partial sequence 


tes; Bacillales; Bacillaceae; Oceanoba 
719518 719550 66 98 gi 


n 123 16S ribosomal RNA, complete sequ 


ammaproteobacteria; Pseudomonadales; P 
916929 916961 66 98 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
940097 940129 66 98 gi 
ribosomal RNA, complete sequence 


v 


531745 53318 


cillus. 
265678569 
ence 71801 


seudomonad 
265678434 
ence 91544 


265678419 
938639 94015 


2 Bacillus drentensis Bacteria; 


lales; Bacillaceae; Bacillus. 

549981 550013 66 98 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 

607396 607428 66 98 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 


ref |NR_028873.1 
9 719581 Virgib 


Virgibacillus 
acillus marismortui 


tes; Bacillales; Bacillaceae; Virgibacillus. 

773519 773551 66 98 gi|265678531|ref|NR_028835.1| Atopostipes 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

796503 796551 49 97 gi|265678515|ref|NR_028818.1| Leptospirillum 
n P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

822513 822553 70 109 gi|265678498|ref|NR_028801.1| Pseudomonas indica 
ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 


aceae; Pseudomon 
ref|NR_028736.1 
5 916988 Strept 


as. 

Streptococcus 

ococcus intermedius 
occus; Streptococcus anginosus group. 
ref|NR_028721.1| Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 


Streptoc 


Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

457424 Bacteria_16S 963367 963399 66 98 gi|265678403|ref|NR_028705.1| Enterococcus 

pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 

pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

457424 Bacteria_16S 1019874 1019906 66 98 gi| 265678365 |ref|NR_028667.1| Staphylococcus 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

457424 Bacteria_16S 1081942 1081974 66 98 gi|265678322|ref|NR_028624.1| Bacillus funiculus 


strain NAFOO1 16S 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


457424 Bacteria_16S 


metallireducens s 
metallireducens B 


ribosomal RNA, partial sequence 


457424 Bacteria_16S 


1080469 10819 


98 Bacillus funiculus Bacteria; 


lales; Bacillaceae; Bacillus. 
1221077 1221109 66 98 gi|219878362|ref|NR_025501.1| Allofustis seminis 
6S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 


bacillales; Carnobacteriaceae; Allofustis. 

1245389 1245421 66 98 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
train 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
acteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 

1302385 1302417 66 98 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 


lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 


Sedis; Caldicellulosiruptor. 


457424 Bacteria_16S 
brockii subsp. brockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; 
Thermoanaerobacterales; 
457424 Bacteria_16S 
train DSM 10 16S ribosomal RNA, partia 
subtilis Bacteria; 


subsp. subtilis s 


subsp. 


457424 Bacteria_16S 


hafniense strain 
DCB-2 Bacteria; 


457424 Bacteria_16S 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 14345 


1314549 1314581 66 98 gi 
16S ribosomal RNA, 


Thermoanaerobacteraceae; 
1316129 1316161 66 98 gi 
Firmicutes; Bacillales; 
1342162 1342194 66 98 gi 
Clostridia; 
1436046 1436078 66 


Clostridiales; 
98 gi 


Bacil 


DCB-2 16S ribosomal RNA, partial sequence 
Firmicutes; 


228718892 
partial se 


228716557 
1 sequence 
laceae; Ba 
228721140 
13406 
Peptococca 
224581431 


ref 


er. 
ref 


ref 


ref 


quence 
Firmicutes; 
Thermoanaerobact 


1314657 13161 
cillus. 


74 1342203 Desul 


ceae; Desulfitob 


NR_027577.1 
131309 


NR_027552.1 
7 


NR_027603.1 
£ 


NR_027213.1 


Incertae 


Thermoanaerobacter 


4 1314606 
Clostridia; 


Bacillus subtilis 


3 Bacillus subtilis 


Desulfitobacterium 


itobacterium hafniense 
acterium. 


Paenibacillus 


76 1436085 Paenibacillus antarcticus 


Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

457424 Bacteria_16S 1480038 1480070 66 98 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

457424 Bacteria_16S 1507048 1507080 66 98 gi|219846365|ref|NR_025956.1| Thermoanerobacter 


brockii subsp. 


la 


ctiethylicus strain SEBR 5268 16S ribo 


somal RNA, 


partial sequenc 


e 1505601 1507107 


Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
457424 Bacteria_16S 1578005 1578037 66 98 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
457424 Bacteria_16S 1584085 1584117 66 98 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 
457424 Bacteria_1 1585640 1585672 66 98 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 


strain LMG 22165 


Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

457424 Bacteria_16S 1587194 1587226 66 98 gi| 219878487 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 15872 
Bacillales; Bacillaceae; Bacillus. 

457424 Bacteria_16S 1588753 1588785 66 98 gi| 219878486 


strain LMG 21727 
Firmicutes; Lacto 


457424 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


457424 Bacteria_16S 


VKM B1479 16S rib 


rifietoensis stra 
Bacteria; Firmicu 


457424 Bacteria_16S 


karajensis strain MA-2 16S ribosomal RNA, partial sequence 17017 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 
457424 Bacteria_16S 1748829 1748861 66 98 gi| 219878375 


strain DSM 1672 1 
Firmicutes; Clost 


457424 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


457424 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


457424 Bacteria_16S 


agarexedens strai 
agarexedens Bacte 


457424 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


457424 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


16S ribosomal RNA, partial sequence 1584175 15856 


79 Viridibacillus arvi Bacteria; 


bacillales; Enterococcaceae; 


1611694 1611734 72 111 


gi 


1651055 1651123 24 
osomal RNA, partial sequence 


92 gi 


1690759 1690791 66 98 


gi 
tes; Bacillales; Planococcaceae; 


1703189 1703221 66 98 gi 


ridia; Clostridiales; Veillonellaceae; 


1753365 1753397 66 98 gi 


457424 Bacteria_16S 


16S ribosomal RNA, partial sequence 1587284 15887 
Enterococ 


n EL-88 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


1649700 16511 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
457424 Bacteria_16S 
in M8 16S ribosomal RNA, partial sequence 
Planococcus. 


6S ribosomal RNA, partial sequence 1747351 17488 


16S ribosomal RNA, partial sequence 1751903 17534 


cus. 
219878469 


Rhodob 
219878442 
219878414 
16892 


219878406 


219878372 


ref 


ref 


ref 


ref 


ae; 


ref 


ref 


ref 


ref 


lales; Bacillaceae; Bacillus. 

1779021 1779053 66 98 gi|219878351|ref|NR_025490.1 
ain DSM 1355 16S ribosomal RNA, partial sequence 1777548177905 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

1780572 1780604 66 98 gi|219878350|ref|NR_025489.1 
n DSM 1327 16S ribosomal RNA, partial sequence 1779107 178061 
ria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

1791048 1791080 66 98 gi| 219878342 |ref|NR_025481.1 
n LMG 20964 16S ribosomal RNA, partial sequence 1789570 179108 
ria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

1801687 1801719 66 98 gi|219878335|ref|NR_025474.1 
IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenib 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

1803251 1803283 66 98 gi|219878334|ref|NR_025473.1 


33 Bacillus humi 


92 Enterococcus 


1610323 16117 
acte 


86 1690816 Planoc 


02 1703230 Haloba 


NR_025626.1 


NR_025625.1 


NR_025608.1 
4 


rales; Rhodo 


NR_025581.1 
Labrys. 
NR_025553.1 
NR_025545.1 


NR_025514.1 


NR_025511.1 


Bacillus humi strain 
Bacteria; 


Firmicutes; 


Enterococcus italicus 
italicus Bacteria; 


Roseisalinus 


3 Roseisalinus 
bacteraceae; 


Labrys monachus strain 
41 Labrys monachus Bacteria; 


Planococcus 


occus rifietoensis 


Halobacillus 


cillus karajensis 


Megamonas hypermegale 
68 Megamonas hypermegale Bacteria; 
Megamonas. 
Bacillus luciferensis 
04 Bacillus luciferensis Bacteria; 


Paenibacillus 


6 Paenibacillus 


Paenibacillus 


9 Paenibacillus 


Virgibacillus 


7 Virgibacillus 


Paenibacillus 


acillus stellifer 


Bacillus 


decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 


decolorationis Ba 


cteria; Firmicutes; Bacillales; Bacill 


aceae; 


Bacillus. 


457424 Bacteria_16S 1804819 1804851 66 98 gi|219878333|ref|NR_025472.1| Virgibacillus 
necropolis strain LMG 19488 16S ribosomal RNA, complete sequence 1803341 1804862 Virgibacillus 
necropolis Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

457424 Bacteria_16S 1824788 1824820 66 98 gi|219878320|ref|NR_025459.1| Halobacillus trueperi 
strain DSM 10404 16S ribosomal RNA, complete sequence 1823301 1824836 Halobacillus trueperi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

457424 Bacteria_16S 1843093 1843125 66 98 gi|219878307|ref|NR_025446.1| Bacillus halodurans 


strain DSM 497 16 


S ribosomal RNA, partial sequence 


1841624 18431 


32 Bacillus halodurans Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

457424 Bacteria_16S 1855176 1855208 66 98 gi|219878298|ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

457424 Bacteria_16S 1858130 1858162 66 98 gi|219878296|ref|NR_025435.1| Trichococcus palustris 
strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 1858169 Trichococcus palustris Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Trichococcus. 

457424 Bacteria_16S 1881087 1881119 66 98 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

457424 Bacteria_16S 1882668 1882700 66 98 gi|219878278|ref|NR_025417.1| Sporomusa sphaeroides 
strain DSM 2875 16S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

457424 Bacteria_16S 1884244 1884276 66 98 gi|219878277|ref|NR_025416.1| Sporomusa malonica 
strain DSM 5090 16S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

457424 Bacteria_16S 1885823 1885855 66 98 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 


strain DSM 3132 1 
Firmicutes; Clost 


457424 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


457424 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain CK58 16S r 
Firmicutes; Clost 


457424 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


457424 Bacteria_16S 


hesperidum strain 
Bacteria; Firmicu 


457424 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


457424 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


457424 Bacteria_16S 


burkinensis strai 
burkinensis Bacte 


457424 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; Clost 


457424 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain P-1 16S ri 
Firmicutes; Clost 


457424 Bacteria_16S 


ridia; Clostridiales; Veillonellaceae; 
1909771 1909803 66 98 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 


1912788 1912820 66 98 gi 


Ureibacillus. 
98 


lales; Planococcaceae; 


1941763 1941795 66 gi 
lales; Bacillaceae; Bacillus. 

1973534 1973570 64 100 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1975114 1975146 66 98 
ibosomal RNA, partial sequence 


gi 


gi 


6S ribosomal RNA, partial sequence 1884339 18858 


16S ribosomal RNA, partial sequence 1911333 19128 


16S ribosomal RNA, partial sequence 1940300 19418 


1973642 19751 


66 Sporomusa acidovorans Bacteria; 


Sporomusa. 

219878257 |ref|NR_025396.1]| Aerococcus 

al sequence 1908318 1909816 Aerococcus 

ococcaceae; Aerococcus. 

219878255|ref|NR_025394.1| Ureibacillus terrenus 
21 Ureibacillus terrenus Bacteria; 

219878234|ref|NR_025373.1| Bacillus shackletonii 
02 Bacillus shackletonii Bacteria; 

219878213|ref|NR_025352.1| Clostridium akagii 

1972100 1973591 Clostridium akagii Bacteria; 
Clostridium. 
219878212|ref|NR_025351.1| Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


lales; Planococcaceae; Marinibacillus. 

2033120 2033152 66 98 gi|219878174|ref|NR_025313.1| Alicyclobacillus 

FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 

tes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

2040828 2040860 66 98 gi|219878168|ref|NR_025307.1| Dolosicoccus 
n 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
ria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

2048658 2048690 66 98 gi|219878160|ref|NR_025299.1| Paenibacillus borealis 
ibosomal RNA, complete sequence 2047168 2048707 Paenibacillus borealis Bacteria; 
lales; Paenibacillaceae; Paenibacillus. 

2050221 2050253 66 98 gi|219878159|ref|NR_025298.1| Anaeroarcus 
n DSM 6283 16S ribosomal RNA, partial sequence 2048758 2050263 Anaeroarcus 
ria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroarcus. 

2051782 2051814 66 98 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
6S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
ridia; Clostridiales; Veillonellaceae; Anaerosinus. 

2096061 2096093 66 98 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2109713 2109745 66 98 gi| 219873437 |ref|NR_026099.2| Clostridium aldrichii 
bosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

2115807 2115839 66 98 gi|219857658|ref|NR_025247.1| Planococcus maritimus 


strain TF-9 16S ribosoma 


1 RNA, partial sequence 


2114343 21158 


Firmicutes; Bacil 


457424 Bacteria_16S 


strain HSL-3 16S 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


lales; 


Planococcaceae; 


Planococcus. 


49 Planococcus maritimus Bacteria; 


2120412 2120444 66 98 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
2124908 2124940 66 98 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


gi 


219857 


219857 


655 


2118933 21204 


652 


ref 


ref 


NR_025244.1 
54 Halobacillus salinus Bacteria; 


NR_025241.1 
2123444 2124950 Bacillus aquimaris Bacteria; 


Halobacillus salinus 


Bacillus aquimaris 


457424 Bacteria_16S 2126464 2126496 66 98 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

457424 Bacteria_16S 2226236 2226268 66 98 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

457424 Bacteria_16S 2227797 2227829 66 98 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

457424 Bacteria_16S 2259826 2259858 66 98 gi|219857560|ref|NR_025148.1| Streptococcus iniae 
strain ATCC 29178 16S ribosomal RNA, partial sequence 2258345 2259880 Streptococcus iniae Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

457424 Bacteria_16S 2382659 2382691 66 98 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

457424 Bacteria_16S 2399334 2399366 66 98 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 

457424 Bacteria_16S 2435896 2435928 66 98 gi|219857431|ref|NR_025019.1] Clostridium 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

457424 Bacteria_16S 2445055 2445087 66 98 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

457424 Bacteria_16S 2449639 2449671 66 98 gi|219857420|ref|NR_025008.1| Alkalibacterium 
olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

457424 Bacteria_16S 2464671 2464703 67 99 gi| 219857407 |ref|NR_024995.1| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

457424 Bacteria_16S 2567231 2567263 66 98 gi|219857290|ref|NR_024921.1| Anaeromusa 
acidaminophila strain DSM 3853 16S ribosomal RNA, partial sequence 2565759 2567288 Anaeromusa 
acidaminophila Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeromusa. 

457424 Bacteria_16S 2590272 2590304 66 98 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

457424 Bacteria_16S 2591850 2591882 66 98 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

457424 Bacteria_16S 2628809 2628841 66 98 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

457424 Bacteria_16S 2644089 2644121 66 98 gi|219857229|ref|NR_024857.1| Paenibacillus 
campinasensis strain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
campinasensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

457424 Bacteria_16S 2680177 2680209 66 98 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

457424 Bacteria_16S 2681719 2681751 66 98 gi|219857202|ref|NR_024830.1| Alkalibacterium 
psychrotolerans strain IDR2-2 16S ribosomal RNA, partial sequence 2680270 2681761 Alkalibacterium 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

457424 Bacteria_16S 2697963 2697995 66 98 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

457424 Bacteria_16S 2699517 2699549 66 98 gi|219857189|ref|NR_024817.1| Bacillus asahii 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 

457424 Bacteria_16S 2707153 2707185 66 98 gi|219857184|ref|NR_024812.1 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 2705678 270719 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. Incertae § 
457424 Bacteria_16S 2726733 2726765 66 98 gi|219857170|ref|NR_024798.1 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 27267 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

457424 Bacteria_16S 2870374 2870406 66 98 gi|219856878|ref|NR_024697.1 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 286889 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacil 
457424 Bacteria_16S 2871954 2871986 66 98 gi| 219856877 |ref|NR_024696.1 


strain DSM11031 1 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2873532 2873564 66 98 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


2870477 28720 


219856876 


Exiguobacterium 
1 Exiguobacterium 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 


ref |NR_024695.1 


Bacillus niacini 


2872057 2873582 Bacillus niacini Bacteria; 


strain 


edis; Exiguobacterium. 
Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 


Bacillus vallismortis 
06 Bacillus vallismortis Bacteria; 


457424 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


457424 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


457424 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


457424 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain JCM9070 16 
Firmicutes; Bacil 


457424 Bacteria_16S 


flavithermus stra 
flavithermus Bact 


457424 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


457424 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


457424 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


457424 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


457424 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


457424 Bacteria_16S 


orientis strain D 
Bacteria; Firmicu 


457424 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


457424 Bacteria_16S 


strain DSM 5351 1 
Firmicutes; Bacil 


457424 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


457424 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


457424 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


457424 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


457424 Bacteria_16S 


strain R91/1468 1 
Firmicutes; Lacto 


457424 Bacteria_16S 


sporothermodurans 
sporothermodurans 


457424 Bacteria_16S 


ATCC 35205 16S ri 
Firmicutes; Clost 


2875120 2875152 66 98 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
n ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
ria; Firmicutes; Bacillales; Pullulanibacillus. 

2876696 2876728 66 98 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
6S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2879844 2879876 66 98 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
somal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
laceae; Bacillus. 

2881409 2881441 66 98 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 
S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 
lales; Bacillaceae; Bacillus. 

2882961 2882993 66 98 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 
S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 
lales; Bacillaceae; Bacillus. 

2999766 2999798 66 98 gi|219846924|ref|NR_026516.1| Anoxybacillus 
in DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
eria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

3001338 3001370 66 98 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
6S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
lales; Bacillaceae; Geobacillus. 

3028495 3028527 66 98 gi|219846905|ref|NR_026497.1| Desulfonispora 
strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 

3048364 3048396 66 98 gi|219846890|ref|NR_026482.1| Facklamia 
ain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
teria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

3141519 3141551 66 98 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
mal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
lales Family XI. Incertae Sedis; Gemella. 

3143079 3143111 66 98 gi| 219846827 |ref|NR_026419.1| Gemella sanguinis 
S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3155238 3155270 66 98 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
SM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
tes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

3181039 3181071 66 98 gi|219846801|ref|NR_026393.1| Facklamia hominis 
8 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
bacillales; Aerococcaceae; Facklamia. 

3303942 3303974 66 98 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
6S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
lales; Salinicoccus. 

3323628 3323660 66 98 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
n JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
ria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
hermoanaerobacterium. 

3535480 3535512 66 98 gi|219846553|ref|NR_026145.1]| Bacillus 

DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

3537047 3537079 66 98 gi|219846552|ref|NR_026144.1| Bacillus halmapalus 
6S ribosomal RNA, partial sequence 3535585 3537088 Bacillus halmapalus Bacteria; 
lales; Bacillaceae; Bacillus. 

3538603 3538635 66 98 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 
6S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 
lales; Bacillaceae; Bacillus. 

3543301 3543333 66 98 gi|219846548|ref|NR_026140.1| Bacillus clausii 
6S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 
lales; Bacillaceae; Bacillus. 

3544857 3544889 66 98 gi| 219846547 |ref|NR_026139.1| Bacillus pseudofirmus 
6S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 
lales; Bacillaceae; Bacillus. 

3546413 3546445 66 98 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
somal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
laceae; Bacillus. 

3601345 3601377 66 98 gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum 
6S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
bacillales; Carnobacteriaceae; Dolosigranulum. 

3723951 3723983 66 98 gi|219846419|ref|NR_026010.1| Bacillus 

strain M215 16S ribosomal RNA, partial sequence 3722493 3723989 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

3830622 3830654 66 98 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
bosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
ridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 


457424 Bacteria_16S 3853153 3853185 66 98 gi|219846327|ref|NR_025917.1| Acetivibrio 

cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 

cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

457424 Bacteria_16S 3872922 3872954 66 98 gi|219846314|ref|NR_025904.1| Gemella morbillorum 

strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 

Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

457424 Bacteria_16S 3874509 3874541 66 98 gi|219846313|ref|NR_025903.1| Gemella haemolysans 

strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 

Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

457424 Bacteria_16S 3882231 3882263 66 98 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 

thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 

thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 

Thermoanaerobacter. 

457424 Bacteria_16S 3883805 3883837 66 98 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 

brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

457424 Bacteria_16S 4106252 4106284 66 98 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 

strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 

Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

457424 Bacteria_16S 4132051 4132083 66 98 gi|219846126|ref|NR_025716.1| Marinibacillus 

campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 

Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

457424 Bacteria_16S 4133623 4133655 66 98 gi|219846125|ref|NR_025715.1| Halobacillus locisalis 

strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus locisalis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

457424 Bacteria_16S 4172185 4172217 66 98 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 

strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 

Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

457424 Bacteria_16S 4173713 4173745 66 98 gi|219846098|ref|NR_025688.1| Garciella 

nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 

nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

457424 Bacteria_16S 4210069 4210101 66 98 gi|219846069|ref|NR_025659.1| Lentibacillus 

salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 

Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

457424 Bacteria_16S 4222360 4222392 66 98 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 

JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 

Bacillales; Bacillaceae; Anaerobacillus. 

457424 Bacteria_16S 4243385 4243417 66 98 gi|219846040|ref|NR_025630.1| Streptococcus 

marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 4241925 4243424 Streptococcus 

marimammalium Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

457424 Bacteria_16S 24175 24210 63 98 gi|265679048|ref|NR_029356.1| Clostridium 

orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

457424 Bacteria_16S 68097 68128 70 101 gi|265679019|ref|NR_029327.1| Sphingomonas 

asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 

asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

Sphingomonas. 

457424 Bacteria_16S 93523 93566 55 98 gi|265679001|ref|NR_029309.1]| Geovibrio 

ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 

ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

457424 Bacteria_16S 284274 284329 42 97 gi| 265678871 |ref|NR_029177.1| Desulfobacter 

vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 

vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

Desulfobacter. 

457424 Bacteria_16S 373573 373604 70 101 gi| 265678806 |ref|NR_029111.1| Sphingomonas 

phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 

phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

Sphingomonas. 

457424 Bacteria_16S 384233 384264 70 101 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 

strain PL7HG1 16S ribosomal RNA, partial sequence 382807 384289 Bradyrhizobium betae Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobium. 

457424 Bacteria_16S 385814 385845 70 101 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 

strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

457424 Bacteria_16S 446018 446049 70 101 gi| 265678758 |ref|NR_029063.1| Pseudomonas 

rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 

rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

Pseudomonas. 

457424 Bacteria_16S 528640 528671 70 101 gi|265678700|ref|NR_029005.1| Enhydrobacter 


aerosaccus strain G 16S ribosomal RNA, partial sequence 


527192 528675 Enhydrobacter aerosaccus 


Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 
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1751817 1751848 70 101 gi 


219878373 


ref|NR_025512.1| Acetobacter cerevisiae 


strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 


457424 Bacteria_16S 1785044 1785075 70 101 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

457424 Bacteria_16S 1846129 1846160 70 101 gi|219878305|ref|NR_025444.1| Maricaulis virginensis 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 1846167 Maricaulis virginensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

457424 Bacteria_16S 1956978 1957009 70 101 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

457424 Bacteria_16S 2016778 2016809 70 101 gi|219878185|ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

457424 Bacteria_16S 2018248 2018279 70 101 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

457424 Bacteria_16S 2019720 2019751 70 101 gi| 219878183 |ref|NR_025322.1| Maricaulis salignorans 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

457424 Bacteria_16S 2021192 2021223 70 101 gi|219878182|ref|NR_025321.1| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 

457424 Bacteria_16S 2022681 2022712 70 101 gi|219878181|ref|NR_025320.1| Caulobacter fusiformis 
strain ATCC 15257 16S ribosomal RNA, partial sequence 2021281 2022719 Caulobacter fusiformis 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

457424 Bacteria_16S 2086969 2087000 70 101 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

457424 Bacteria_16S 2118844 2118875 70 101 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

457424 Bacteria_16S 2153568 2153599 70 101 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 
inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 

457424 Bacteria_16S 2155048 2155079 70 101 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

457424 Bacteria_16S 2159562 2159593 70 101 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

457424 Bacteria_16S 2176365 2176396 70 101 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

457424 Bacteria_16S 2235409 2235440 70 101 gi|219857576|ref|NR_025164.1| Pseudomonas 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 2233956 2235447 Pseudomonas 
costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

457424 Bacteria_16S 2255175 2255242 31 98 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

457424 Bacteria_16S 2340154 2340189 66 101 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

457424 Bacteria_16S 2391797 2391828 70 101 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

457424 Bacteria_16S 2458668 2458699 70 101 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

457424 Bacteria_16S 2460159 2460190 70 101 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

457424 Bacteria_16S 2461651 2461682 70 101 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

457424 Bacteria_16S 2509979 2510010 70 101 gi|219857371|ref|NR_024959.1| Gluconacetobacter 


johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter 


2508571 251001 


7 Gluconacetobacter 


457424 Bacteria_16S 
pomorum strain 3A 16S 


Bacteria; Firmicu 


457424 Bacteria_16S 2788265 2788296 67 98 gi 
herbarius strain CP-1 16S ribosomal RNA, partial sequen 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; 


457424 Bacteria_16S 


alcaliphila strai 
alcaliphila Bacte 
Pseudomonas. 


457424 Bacteria_16S 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 


stanieri Bacteria 
Marinobacterium. 


457424 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; 


thermoruber strai 
Bacteria; Firmicu 


457424 Bacteria_16S 


strain CreCitl 16 
Proteobacteria; B 


457424 Bacteria_16S 


strain N2 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
457424 Bacteria_16S 


strain Nl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
457424 Bacteria_16S 


strain A901/1 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
457424 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


strain LMG 2142 1 


fimetarium strain 
fimetarium Bacter 


457424 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


457424 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


457424 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


457424 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


457424 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


457424 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


457424 Bacteria_16S 


strain C-1 16S ri 
Proteobacteria; G 


457424 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


457424 Bacteria_16S 
muriaticus strain X-1 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


G 
457424 Bacteria_16S 


2723639 2723670 67 98 gi 
ribosomal RNA, partial sequence 


tes; Bacillales; Alicyclobacillaceae; 


2816713 2816744 70 101 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


2867256 2867298 70 111 


gi 


; Proteobacteria; Gammaproteobacteria; 


2975391 2975422 70 101 
bosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
3002866 3002933 31 98 gi 
n BT2 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Bre 
3054451 3054482 70 101 gi 
S ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3108482 3108513 70 101 gi 
osomal RNA, complete sequence 


gi 


3109947 3109978 70 101 
osomal RNA, complete sequence 


gi 


3135467 3135498 70 101 
ribosomal RNA, partial sequence 


gi 


3209973 3210004 70 101 gi 
Sphingomonadales; 
3211465 3211496 70 101 gi 


Sphingomonadales; 
3262823 3262865 70 111 gi 


Sphingomonadales; 

3277949 3278016 31 98 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3280977 3281044 31 98 gi 
ridia; Clostridiales; Eubacteriaceae; 
3320601 3320632 70 101 gi 


train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 
3354045 3354076 70 101 gi 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3380014 3380098 28 111 gi 
DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


3678775 3678818 55 98 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3760942 3761001 39 98 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3836498 3836529 70 101 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3838028 3838059 70 101 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


2973936 29754 


3052993 30544 


3107102 31085 


3108566 31099 


3134094 31355 


16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
457424 Bacteria_16S 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
457424 Bacteria_16S 
6S ribosomal RNA, partial sequence 3261418 32628 
Proteobacteria; Alphaproteobacteria; 
457424 Bacteria_16S 


6S ribosomal RNA, partial sequence 3279583 32810 


3352589 33540 


3759507 37610 


3835060 38365 


3836584 38380 


219857173 
27221 
Alicycloba 
219857125 
ce 27867 
Alicycloba 
219856913 
equence 

ia; Pseudo: 


ref 


eiit 
ref 


us. 


cill 
ref 

2815260 28167 
monadales; Pseu 


us. 


’ 


219856880 
equence 
Alteromon 


ref 
2865789 28673 
adales; 


219846940|ref 


seudomonad Pseudomo 
219846922 
nce 30014 
vibacillus 
219846886 


acea 
ref 
33 3002946 Brevi 


ref 


e; 


Formivibrio. 
ref 


eriaceae; 
219846850 


hodobacter 
219846849 


acea 
ref 


e; Rhodovul 


hodobacter Rhodovul 


219846832 


acea 
ref 


e; 


hodobacter Paracocc 


219846782 


acea 
ref 
11 Sphingomonas 
adaceae; Sphing 
ref 


e; 
Sphingomon 
219846781 


adac 
ref 


Sphingomon 
219846746 


eae; Sphing 


adac 
ref 

3276555 32780 
teriaceae; Acet 
ref 


Sphingomon 
219846736 
equence 

les; Eubac 
219846734 


eae; Sphing 


rium. 
ref 

3319157 33206 
eanospirillales 


Acetobacte 
219846706 
equence 
cteria; Oc 


219846682 |ref 


Halomonad Halomona 
219846663 
equence 

a; Desulfo 


acea 
ref 

3378593 33800 
vibrionales; De 


e; 


219846452 
uence 

es; Deferr 
219846392 


ref 

3677295 36788 
ibacteraceae; D 
ref 


219846338|ref 


Halomonad Halomona 


219846337 


acea 
ref 


e; 


Halomonadaceae; Halomona 


3897801 3897832 67 98 gi 


tes; Lactobacillales; Enterococcaceae; 


219846297 |ref 


Tetragenococcus. 


NR_024801.1 
61 2723688 Alicy 


NR_024753.1 
86 2788314 Alicy 


NR_024734.1 


NR_024699.1 
Alteromo 


NR_026532.1 
29 Pseudomonas cichorii Bacteria; 


NR_026514.1 


NR_026478.1 
82 Formivibrio citricus Bacteria; 


NR_026442.1 
15 Rhodovulum robiginosum Bacteria; 


NR_026441.1 
80 Rhodovulum iodosum Bacteria; 


NR_026424.1 
01 Paracoccus alkenifer Bacteria; 


NR_026374.1 


NR_026373.1 
03 Sphingomonas pruni Bacteria; 


NR_026338.1 
78 Sphingomonas trueperi Bacteria; 


NR_026328.1 


NR_026326.1 
51 Acetobacterium malicum Bacteria; 


NR_026298.1 


NR_026274.1 
83 Halomonas desiderata Bacteria; 
Ss. 
NR_026255.1 


NR_026043.1 


NR_025983.1 
25 Borrelia coriaceae Bacteria; 


NR_025928.1 
33 Halomonas halodurans Bacteria; 


NR_025927.1 
63 Halomonas pacifica Bacteria; 


NR_025887.1 
3896331 3897842 Tetragenococcus muriaticus 


Cc 


Cc 


4 
d 


0 


n 


b 


uo 


us 


u 
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2 
° 


3 
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9 
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4 
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Ss 


Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 
lobacillus herbarius 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 

Pseudomonas cichorii 
as. 

Brevibacillus 


acillus thermoruber 


Formivibrio citricus 


Rhodovulum robiginosum 


m. 
Rhodovulum iodosum 


m. 
Paracoccus alkenifer 


Ss. 


Sphingomonas mali 


mali Bacteria; 


monas. 
Sphingomonas pruni 
monas. 

Sphingomonas trueperi 


monas. 
Acetobacterium 

3 Acetobacterium 

bacterium. 

Acetobacterium malicum 


Halomonas 
3 Halomonas 
Halomonadaceae; 


Halomonas desiderata 
Desulfovibrio 

8 Desulfovibrio 

ulfovibrionaceae; 
Deferribacter 

5 Deferribacter 


ferribacter. 
Borrelia coriaceae 


Halomonas halodurans 


Halomonas pacifica 


Tetragenococcus 


457424 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
457424 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


457424 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


457424 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


457424 Bacteria_16S 


strain SW-154 16S 
Proteobacteria; G 


457424 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


457424 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


457424 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


457424 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


457424 Bacteria_16S 


chrysopicola stra 
chrysopicola Bact 


457424 Bacteria_16S 


thermobenzoicum s 


3996047 3996078 70 101 
ribosomal RNA, partial sequence 


gi 
Sphingomonadales; Er 
3997541 3997572 70 101 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


ue 
a; 


3999031 3999062 70 101 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 
ia 


4001957 4001988 70 101 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


ue 
a; 


4018543 4018574 70 101 
ribosomal RNA, partial sequence 
ammaproteobacteria; Kangiella. 
4020089 4020120 70 101 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


gi 


ue 
a; 


4021634 4021665 70 101 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ue 
a; 


4036912 4036943 70 101 gi 
SW-110 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingomon 
4149119 4149186 31 98 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4158364 4158431 31 98 gi 
in DF-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Entomop 


ta 


ue 
la 


219846228 
3994645 39960 


219846227 


219846226 


219846224 


219846211 
4017086 40185 


219846210 


219846209 


219846199 


219846115 
4147699 41492 


219846109 


ref 


tera 
ref 

3996136 3997 
monadales; Ery 


ythrobac ceae; Eryt 
nce 


Sphingo 


ref 
3997630 3999 
omonadales; Er 


ence 
Sphing 


’ 


ref 
4000552 4001 
monadales; Sph 


nce 
Sphingo 


ref 


ref 
nce 4018632 4020 
Alteromonadales; Alte 


ref = 
nce 4020178 4021 
Alteromonadales; Alte 


ref 
07 4036950 Eryt 
Erythrobactera 
ref 


ce 40355 
adales; 


iroplasma. 


ref 


ceae; Sp 


nce 4156944 4158 
smatales; 


; Spiroplasmat 


4231340 4231399 31 90 gi 


ubsp. thermosyntrophicum strain TPO 16S 


219846048 


ref 


ribosomal RNA, partial 


NR_025818. 
85 Erythrobacter 


NR_025817. 


NR_025816. 


NR_025814. 


NR_025801. 
81 Kangiella aquimarina Bacteria; 


NR_025800.1 


NR_025799.1 


NR_025789.1 
NR_025705.1 
13 Spiroplasma insolitum Bacteria; 


NR_025699.1 


NR_025638.1 


1 


hr 
1 

57 

th 


1 
06 
yt 
1 
99 


in 


1 
xr 


2 
fo} 


6 
r 


7 
fo) 


h 
c 


r 
e 


4 
a 


5 
c 


s 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Kangiella aquimarina 


Marinobacter 
7 Marinobacter 
monadaceae; 


Marinobacter 
2 Marinobacter 
monadaceae; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Spiroplasma insolitum 


Spiroplasma 
8 Spiroplasma 
eae; Spiroplasma. 
Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


457424 Bacteria_16S 


orbiscindens stra 
Bacteria; Firmicu 


457424 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


457424 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


457424 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


457424 Bacteria_16S 


delbrueckii subsp 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


457424 Bacteria_16S 


asymbiotica subsp 


Photorhabdus asymbiotica subsp. 


Enterobacteriales 


457424 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


457424 Bacteria_16S 


strain BSB 41.8 1 
Proteobacteria; B 


457424 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


457424 Bacteria_16S 
luminescens subsp. thracensis strain 39-8 16S ribosomal RNA, 


ptococcaceae; Desulfotomaculum. 

24130 24160 68 98 gi 
in 265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
30256 30298 70 111 gi 
in LA 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Lactobacillales; Lac 
198886 198924 74 111 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
308655 308693 60 98 gi 
S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
381217 381247 70 100 gi 
indicus strain NCC725 16S ribosomal 


en 
id 


ue 
to. 


ue 
di 


ma. 


RN. 


401156 401198 70 ip ti gi 
australis strain 9802892 16S ribosomal 


265679048 


265679044 


265678931 


265678855 
complete sequence 307188 30872 
265678801 


indicus Bacteria; 


265678788 


ce 22677 
iaceae; 


24226 Clos 
Clostridium. 
ref 
28769 3031 
eae; Lactobaci 
ref 
197405 1989 
ostridiaceae; 
ref 


nce 
bacillac 


nce 


ales; Cl 


monadaceae; Comamonas. 
ref 
A, partial sequence 


Firmicutes; 


ref 


RNA, partial sequence 


complete sequence 


NR_029356.1 


NR_029352.1 


NR_029239. 


NR_029161.1 


3 Comamonas testosteroni Bacteria; 


NR_029106.1 


NR_029093. 


CY. 


2 


11 


4 
1 


3 
Cc 


Lactobacillales; 


1 


Clostridium 
idium orbiscindens 


Lactobacillus 
Lactobacillus 

us. 

Clostridium 
Clostridium 

ostridium. 

Comamonas testosteroni 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


ga. 
Bacillus indicus 


1 Bacillus indicus Bacteria; 


Photorhabdus 


; Enterobacteriaceae; Photorhabdus. 
499634 499672 60 98 gi| 265678719 |ref|NR_029024.1 
SB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrog 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy 
501186 501224 60 98 gi|265678718|ref|NR_029023.1 
6S ribosomal RNA, partial sequence 499730 50125 
etaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenopha 
502745 502807 31 93 gi| 265678717 |ref|NR_029022.1 
ibosomal RNA, partial sequence 501307 50281 
lales; Bacillaceae; Bacillus. 
517888 517930 70 111 gi| 265678707 |ref|NR_029012.1 


516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


Enterobacteriaceae; Photorhabdus. 


, 


457424 Bacteria_16S 519453 519495 70 111 gi|265678706|ref|NR_029011.1| Photorhabdus 

luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 

luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 

Enterobacteriaceae; Photorhabdus. 

457424 Bacteria_16S 534691 534729 60 98 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 

strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

457424 Bacteria_16S 640999 641029 70 100 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 

strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

457424 Bacteria_16S 663591 663633 70 111 gi|265678607|ref|NR_028912.1| Enterobacter cloacae 

strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 

cloacae complex. 

457424 Bacteria_16S 692476 692518 70 111 gi| 265678588 |ref|NR_028893.1| Buttiauxella 

warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 

warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 

Buttiauxella. 

457424 Bacteria_16S 717914 717948 70 104 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 

strain B43 16S ribosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

457424 Bacteria_16S 722559 722601 70 111 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 

strain XINach 16S ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

457424 Bacteria_16S 724145 724187 70 111 gi|265678566|ref|NR_028870.1| Photorhabdus 

luminescens subsp. laumondii strain TTO1 16S ribosomal RNA, partial sequence 722663 724202 
Photorhabdus luminescens subsp. laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 

Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

457424 Bacteria_16S 725729 725771 70 111 gi|265678565|ref|NR_028869.1| Photorhabdus 

luminescens subsp. akhurstii strain FRGO4 16S ribosomal RNA, partial sequence 724253 725774 
Photorhabdus luminescens subsp. akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 

Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

457424 Bacteria_16S 828688 828722 64 98 gi|265678494|ref|NR_028797.1| Selenomonas infelix 

strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 

457424 Bacteria_16S 943177 943215 60 98 gi|265678417|ref|NR_028719.1| Comamonas terrigena 

strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

457424 Bacteria_16S 944740 944778 60 98 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 

strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 

Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

457424 Bacteria_16S 946303 946341 60 98 gi|265678415|ref|NR_028717.1| Hydrogenophaga 

pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

457424 Bacteria_16S 947867 947905 60 98 gi| 265678414 |ref|NR_028716.1| Hydrogenophaga 

taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 


taeniospiralis Ba 
Hydrogenophaga. 
457424 Bacteria_16S 


cteria; 


Proteobacteria; 


949429 949467 60 


strain PHL 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


457424 Bacteria_16S 


950994 951032 60 


Betaproteobacteria; Burk 
98 gi| 265678413 
947973 94948 

mamonadace 

98 gi| 265678412 


strain 133 16S ribosomal RNA, partial sequence 


457424 Bacteria_16S 
salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 
457424 Bacteria_16S 
strain BARC318 16 
Tenericutes; Moll 
457424 Bacteria_16S 
strain CDC 2970-5 
Bacteria; Proteob 
457424 Bacteria_16S 
stercorihominis D 
stercorihominis D 
457424 Bacteria_16S 
paucivorans strai 
Bacteria; Firmicutes; 
457424 Bacteria_16S 


S ribosomal RNA, 
icutes; 


957129 957191 32 


983066 983128 50 


987815 987857 70 


1183397 1183427 68 


1237837 1237871 64 


1287356 1287386 68 


94 


111 


949535 95104 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


gi 


strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


gi 


complete sequence 981620 98314 
Entomoplasmatales; 


9 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; 


n SYR1 16S ribosomal RNA, partial sequ 
Clostridia; 


Entomoplasmataceae; E 
ti gi| 265678386 
98633 
cteriales; 
98 gi| 228717350 
quence 
Firmicutes; Clostridia; Clost 
98 gi| 219878251 
ence 12363 
Clostridiales; Lachnospiraceae; 
98 gi| 219846053 


mamonadace 
265678408 
sequence 
acteria; R 


265678389 


holderiales; 


ref|NR_028715.1 


Acidovorax. 
NR_028714.1 


ae; 
ref 


ae; Acidovorax. 
ref|NR_028710.1 

955748 957207 
hizobiales; Phy 


ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 

ref|NR_028688.1 
6 987865 Citro 
Enterobacteriac 
ref|NR_027562.1 
181973 118343 
ridiales; Eubac 
ref |NR_025390.1 
92 1237878 Paras 
Parasporobacte 


bR 


halotolerans strain YKJ-101 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 


ref |NR_025643.1 
1285891 128739 


1 


b 


t 


P 
ir 


Comamonadaceae; 


Acidovorax temperans 


4 Acidovorax temperans Bacteria; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Entomoplasma freundtii 


freundtii Bacteria; 


Citrobacter murliniae 
acter murliniae 

eae; Citrobacter. 
Anaerofustis 

4 Anaerofustis 
eriaceae; Anaerofustis. 
Parasporobacterium 
orobacterium paucivorans 
ium. 

Jeotgalicoccus 

6 Jeotgalicoccus 


457424 Bacteria_ 


denitrificans str 


denitrificans K60 
Alicycliphilus. 


457424 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


strain ATCC 25258 
Bacteria; 


nitrativorans Bac 


457424 Bacteria_16S 
denitrificans str 


denitrificans Bac 
Thiobacillus. 


457424 Bacteria_16S 


strain DSM 12358 
Proteobacteria; 


ferragutiae strai 
ferragutiae Bacte 
Buttiauxella. 


457424 Bacteria_16S 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
457424 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


strain LMG 12370 
Firmicutes; Bacil 


457424 Bacteria_16S 
ain KMM 3549 16S ribosomal RNA, partia 
Gammaproteobact 


issachenkonii str 
issachenkonii Bac 
Pseudoalteromonas 


457424 Bacteria_16S 
in NCIMB2033 16S ribosomal RNA, partia 
Gammaproteobacte 


flavipulchra stra 
flavipulchra Bact 


Pseudoalteromonas. 
457424 Bacteria_16S 


strain KF46F 16S 


Proteobacteria; B 


457424 Bacteria_16S 


strain ATCC49733 


Proteobacteria; G 


457424 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


457424 Bacteria_16S 


palleronii strain 
palleronii Bacter 


strain CCUG 2113 


Proteobacteria; B 


457424 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


457424 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


457424 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


Firmicu 
457424 Bacteria_16S 
auripigmenti stra 
auripigmenti Bact 
457424 Bacteria_16S 
limicola strain G 
limicola Bacteria 
457424 Bacteria_16S 
nitrativorans str 


G 
457424 Bacteria_16S 


16S 1481596 1481634 60 
ain K601 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 


98 gi 


1510166 1510200 66 100 gi 


1526747 1526781 66 100 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; 
1693874 1693904 68 


98 gi 


eria; Firmicutes; Clostridia; 
1830782 1830820 60 98 
olChil 16S ribosomal RNA, 


v 


gi 


Proteobacteria; Betaproteobacteria; 
1937232 1937270 60 98 gi 
teria; Proteobacteria; 


1964698 1964740 70 111 


gi 


teria; Proteobacteria; 


1995395 1995437 70 111 


gi 
ammaproteobacteria; Enterobacteriales; 
2009251 2009293 70 Ly gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; 


2013795 2013857 39 101 gi 


2039268 2039300 66 98 gi 
lales; Bacillaceae; Virgibacillus. 
2273718 2273760 70 111 gi 
teria; Proteobacteria; 


2291913 2291955 70 111 


gi 


eria; Proteobacteria; 
2305421 2305459 60 98 

ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
2364521 2364563 70 111 gi 


gi 


ammaproteobacteria; Pasteurellales; Pa 
2440466 2440508 70 111 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


2544170 2544208 60 98 gi 
CCUG 20334 16S ribosomal RNA, partial 
2545731 2545769 60 98 gi 
etaproteobacteria; Burkholderiales; Co: 
2636315 2636357 70 111 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2645617 2645655 60 98 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
2750390 2750428 60 98 gi 
ain NA10B 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 


457424 Bacteria_16S 


2848650 2848688 60 98 gi 


partial se 
Betaproteo 


paracasei strain R094 16S ribosomal RN. 
paracasei Bacteria; Firmicutes; Lactob 
457424 Bacteria_16S 


Lactobacillaceae 


in OREX-4 16S ribosomal RNA, partial s 
Clostrid 
complete seq 
ain 23310 16S ribosomal RNA, partial s 
Betaproteobacte 
ain NCIMB 9548 16S ribosomal RNA, part 


Betaproteobacte 


16S ribosomal RNA, partial sequence 1993927 19 


Gammaproteobacter 


16S ribosomal RNA, partial sequence 2037802 20393 


2303983 23054 


16S ribosomal RNA, partial sequence 2363042 23645 


ia; Proteobacteria; Betaproteobacteria; 
457424 Bacteria_16S 
16S ribosomal RNA, partial sequence 2544276 25457 


219878371 
quence 
bacteria; 


219846290 
A, partial 
acillales; 
219857499 
15252 
Lactobac 
219878412 
equence 
iales; 
219878316 
uence 
Rhodocycla 
219878237 
equence 
ria; Burkh 
219878219 
ial sequen 
ria; Hydro 


219878199 
954 
Enterobac 
219878190 
sequence 

ia; Entero 


, 


219878187 
al sequenc 
ria; Rhodo 
219878169 


219857551 
1 sequence 
eria; Alte 


219857538 
1 sequence 
ria; Alter 


219857526 


mamonadace 
219857485 


steurellac 
219857428 
sequence 
eria; Meth 


219857348 
sequence 
; Burkhold 
219857347 


mamonadace 
219857234 
26348 
cteriales; 
219857228 
e 26441 
riales; Co 
219857154 
equence 

ria; Burkh 


Pep 


mamo 


olde 


ref|NR_025510.1 
1480151 148165 
Burkholderiales; 


ref 
seq 


NR_025880.1 
uence 150868 
Lactobacillacea 
ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025551.1 
1692386 169391 
tococcaceae; Des 
ref|NR_025455.1 
1829317 183084 
les; Rhodocyclac 
ref|NR_025376.1 
1935800 193729 
olderiales; Coma 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 
ref|NR_025338.1 
teriaceae; Serra 
ref |NR_025329.1 
2007792 200929 
bacteriales; Ent 


ref |NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref |NR_025308.1 
07 Virgibacillus 


ref|NR_025139.1 
2272329 227377 
romonadales; Pse 


ref|NR_025126.1 

2290487 229196 
omonadales; Pseu 
ref|NR_025114.1 


Xenophilus. 
NR_025073.1 


ae; 
ref 


eae. 
ref|NR_025016.1 

2438995 244052 
ylococcales; Met 


ref |NR_024936.1 

2542716 254422 
eriales; Comamon 
ref |NR_024935.1 


ae; Acidovorax. 
ref |NR_024862.1 
42 2636362 Citrob 
Enterobacteriac 
ref|NR_024856.1 
82 2645662 Hydrog 
nadaceae; Hy 
ref|NR_024782.1 

2748935 275045 
riales; Coma 


219856892 


adaceae; 


Alicycliphilus 
2 Alicycliphilus 
Comamonadaceae; 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Lactobacillus jensenii 
acillus jensenii 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 

Propionivibrio 
7 Propionivibrio 
eae; Propionivibrio. 

Comamonas 
7 Comamonas 
monadaceae; Comamonas. 

Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Buttiauxella 

5 Buttiauxella 
erobacteriaceae; 


Hyphomonas 

4 Hyphomonas 
omonadaceae; Hyphomonas. 
Virgibacillus proomii 
proomii Bacteria; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


doalteromonadaceae; 


Xenophilus azovorans 


66 Xenophilus azovorans Bacteria; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Hydrogenophaga 

5 Hydrogenophaga 
Hydrogenophaga. 
Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Citrobacter werkmanii 


acter werkmanii 
eae; 


Citrobacter. 
Hydrogenophaga 


enophaga intermedia 
drogenophaga. 


Diaphorobacter 


5 Diaphorobacter 
monadaceae; 


ref|NR_024711.1 


Delftia acidovorans 


strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 


457424 Bacteria_ 


saccharophila str 
saccharophila Bac 


457424 Bacteria_ 


strain ATCC 12775 
G 


Proteobacteria; 
457424 Bacteria_ 


lanceolatus strai 
lanceolatus Bacte 


457424 Bacteria_ 


halophilum strain 
halophilum Bacter 


457424 Bacteria_ 


strain BSB411 16S 
B 


Proteobacteria; 
457424 Bacteria_ 


Ssartagoforme stra 
sartagoforme Bact 


457424 Bacteria_ 
strain DSM 10020 
Firmicutes; 
457424 Bacteria_ 


lipolytica strain 
Firmicu 


Bacteria; 
457424 Bacteria_ 


glycolicus strain 
glycolicus Bacter 


Desulfofustis. 


457424 Bacteria_16S 
strain Feox-1 16S 
B 
457424 Bacteria_16S 


Proteobacteria; 


strain DSM 3662 1 
Firmicutes; 


strain DSM 6836 1 
Firmicutes; 


Proteobacteria; 


strain CLN-1 16S 
Proteobacteria; 


strain ATCC 29799 
Bacteria; 


paragorgicola Bac 
Pseudoalteromonas 


457424 Bacteria_16S 


seropedicae strai 


Clost 


Clost 
457424 Bacteria_16S 
carbinolicum stra 
carbinolicum Bact 
457424 Bacteria_16S 


Clost 
457424 Bacteria_16S 
strain Anox B 16S 
B 
457424 Bacteria_16S 
succiniciproducen 
succiniciproducen 
Anaerobiospirillu 
457424 Bacteria_16S 
strain Karp 16S r 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
457424 Bacteria_16S 
HDS1-1 16S riboso 
Gammaproteobacter 
457424 Bacteria_16S 


B 
457424 Bacteria_16S 
HT 2-1 16S riboso 
Gammaproteobacter 
457424 Bacteria_16S 


Bactero 
457424 Bacteria_16S 
translucida strai 
translucida Bacte 
Pseudoalteromonas. 
457424 Bacteria_16S 
paragorgicola str 


16S 2850207 2850245 60 98 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
16S 2856458 2856500 70 111 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
16S 2862622 2862660 60 98 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
16S 2878280 2878310 68 98 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillaceae; Salimic 
16S 3014951 3014989 60 98 gi| 219846914 
ribosomal RNA, complete sequence 3013492 30150 
etaproteobacteria; Burkholderiales; Comamonadace 
16S 3037656 3037686 70 100 gi| 219846898 
in DSM 1292 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Clo 
16S 3232615 3232649 64 98 gi|219846766 
16S ribosomal RNA, partial sequence 3231181 32326 
ridia; Clostridiales; Clostridiales Family XI. I 
16S 3235709 3235743 64 98 gi|219846764 
JW265 16S ribosomal RNA, partial sequence 32342 
tes; Clostridia; Clostridiales; Syntrophomonadac 
16S 3238843 3238893 51 101 gi| 219846762 
PerGlyS 16S ribosomal RNA, complete sequence 

ia; Proteobacteria; Deltaproteobacteria; Desulfo 


219856891 
sequence 
ria; 
219856887 
28549 
Enterobac 
19856883 
sequence 
Burkhol 
19856873 
quence 


2 

1 

a; 
2 


3270330 3270368 60 98 gi|219846741 
ribosomal RNA, complete sequence 3268876 32703 
etaproteobacteria; Burkholderiales; Leptothrix. 
3274958 3274988 68 98 gi| 219846738 
6S ribosomal RNA, partial sequence 3273522 32749 
ridia; Clostridiales; Eubacteriaceae; Eubacteriu 
3282533 3282563 68 98 gi| 219846733 
in DSM 2925 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Clostridia; Clostridiales; Eub 
3447346 3447376 68 98 gi|219846612 
6S ribosomal RNA, partial sequence 3445905 34473 
ridia; Clostridiales; Clostridiaceae; Clostridiu 
3590551 3590589 60 98 gi| 219846516 
ribosomal RNA, partial sequence 3589120 35906 
etaproteobacteria; Burkholderiales; Ideonella. 
3634420 3634466 65 110 gi| 219846483 
s strain S411 16S ribosomal RNA, partial sequenc 
s Bacteria; Proteobacteria; Gammaproteobacteria; 
m. 

3935660 3935698 63 101 
ibosomal RNA, partial sequence 


gi| 219846270 
3934247 39357 
kettsiacea 
4047472 4047514 70 111 gi|219846189 
mal RNA, partial sequence 4045996 4047515 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4082237 4082275 60 98 gi|219846165 
ribosomal RNA, partial sequence 4080799 40822 
etaproteobacteria; Burkholderiales; Tepidimonas. 
4104697 4104739 70 111 gi| 219846150 
mal RNA, partial sequence 4103238 4104753 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4193586 4193616 68 98 gi 
16S ribosomal RNA, partial sequence 

idetes; Bacteroidia; Bacteroidales; Ba 
4214669 4214711 70 111 gi 
n KMM 520 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


219846080 
41921 
cteroidace 
219846065 
equence 

ia; Altero 


’ 


4216224 4216266 70 111 gi 
ain KMM 3548 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


219846064 
1 sequence 
eria; Alte 


Burkh 


ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref |NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref |NR_024702.1 

2861171 286267 
deriales; Comamo 
ref |NR_024692.1 

2876799 287831 
robium. 
ref|NR_026506.1 


ae; Acidovorax. 
ref|NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref|NR_026354.1 

3237371 323891 
bacterales; Desu 


ref |NR_026333.1 


ref |NR_026330.1 
m. 
ref |NR_026325.1 
3281102 328257 
acteriaceae; Ace 
ref |NR_026204.1 


m. 


ref|NR_026108.1 


ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 

ref|NR_025860.1 
e; R 
ref 
oO ez 


ickettsieae; 
NR_025779.1 
urae Bacteri 


ref|NR_025755.1 


ref 
Oo ga 


NR_025740.1 
llicus Bacte 


ref|NR_025670.1 
39 4193621 Bacter 
ae; Bacteroides 
ref|NR_025655.1 

4213214 421471 
monadales; Pseud 


ref|NR_025654.1 
4214764 421626 
romonadales; Pse 


65056 65089 65 98 gi| 265679021 
n Z67 16S ribosomal RNA, complete sequence 63592 


Pelomonas 
6 Pelomonas 
monadaceae; Pelomonas. 
Pseudomonas flectens 
monas flectens Bacteria; 


Curvibacter 
8 Curvibacter 
nadaceae; Curvibacter. 
Salimicrobium 
5 Salimicrobium 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Clostridium 
6 Clostridium 
stridium. 
Peptoniphilus harei 
harei Bacteria; 
eptoniphilus. 
Thermosyntropha 
syntropha lipolytica 
opha. 
Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Clostridium viride 


86 Clostridium viride Bacteria; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Vibrio ezurae strain 
a; Proteobacteria; 


Tepidimonas aquatica 


97 Tepidimonas aquatica Bacteria; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Bacteroides capillosus 
oides capillosus 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


ref |NR_029329.1 
65117 Herbas 


Herbaspirillum 
pirillum seropedicae 


Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 


457424 Bacteria_16S 149957 150002 67 111 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

457424 Bacteria_16S 206715 206744 70 99 gi|265678926|ref|NR_029234.1| Taylorella 
equigenitalis strain N480/82 16S ribosomal RNA, partial sequence 205252 206750 Taylorella 
equigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
457424 Bacteria_16S 258692 258721 63 92 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
457424 Bacteria_16S 323763 323804 71 111 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

457424 Bacteria_16S 372034 372095 31 92 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 

457424 Bacteria_16S 595375 595404 63 92 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

457424 Bacteria_16S 755155 755196 70 110 gi| 265678543 |ref|NR_028847.1| Cardiobacterium 
valvarum strain MDA3079 16S ribosomal RNA, partial sequence 753719 755211 Cardiobacterium valvarum 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
457424 Bacteria_16S 893697 893728 70 101 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 

457424 Bacteria_16S 1282686 1282747 50 110 gi| 219846087 |ref|NR_025677.1| Entomoplasma somnilux 


strain PYAN-1 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


457424 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


457424 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


457424 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


457424 Bacteria_16S 


frisingense strai 
frisingense Bacte 
Herbaspirillum. 


457424 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


457424 Bacteria_16S 


CMN3 16S ribosoma 
Spirochaetales; S 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1416006 1416035 72 


Entomoplasmat 
101 gi 


ammaproteobacteria; Pseudomonadales; P 
1420581 1420613 66 98 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1567388 1567421 65 98 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1568924 1568957 65 98 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Leptot 
1634438 1634479 70 110 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1972011 1972044 65 98 gi 
n GSF30 16S ribosomal RNA, partial seque 
ria; Proteobacteria; Betaproteobacteria; 


gi 
Leptotri 
gi 


ri 


’ 


2587169 2587210 70 
in MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 
2845555 2845600 53 
1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 


110 gi 
complete se 
Gammaprote 
98 gi 


qu 
ob 


gd 


457424 Bacteria_16S 
ATCC 14670 16S ribosomal RNA, partial 


huttiense strain 
huttiense Bacteri 
Herbaspirillum. 


457424 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


457424 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


457424 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


strain NCFB 2890 
Firmicutes; Lacto 


cteria; 
457424 Bacteria_16S 


2868799 2868832 65 98 gi 
se 
a; Proteobacteria; Betaproteobacteria; B 


3350972 3351005 65 98 gi 


etaproteobacteria; Burkholderiales; Burk 
3526351 3526384 65 98 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3527911 3527944 65 98 gi 
rain DSM 3847 16S ribosomal RNA, compl 
Firmicutes; Clostridia; Clostr 
3614963 3614995 66 98 gi 


et 
id 


Carnobacteriaceae; Alloiococ 


457424 Bacteria_16S 


strain IAM 13153 


1281261 12827 


aceae; 


224581448 
6S ribosomal RNA, partial sequence 1414552 14160 
seudomonad 
224581445 
1419106 14206 


219846058 
1565947 15674 


chia. 


219846057 
1567482 15689 


chia. 


219878454 
equence 
Aeromona 
219878214 


nce 


219857277 


ence 


orferi 


219856879 


quence 


219846684 
6S ribosomal RNA, partial sequence 3349528 33510 
holderia 
219846559 
6S ribosomal RNA, partial sequence 3524935 35264 
ostridiu 
219846558 
e sequen 


iales; 


219846496 
16S ribosomal RNA, partial sequence 3613485 36150 
bacillales; 


cus. 


3976949 3977017 33 101 gi 
16S ribosomal RNA, complete sequence 


219846241 


Burkhol 


acteria; 
219856894 
2844116 2845615 Borre 


urkholde 


E 


g 


Cc 


49 Entomoplasma somnilux Bacteria; 
ntomoplasma. 
ref|NR_027230.1| Pseudomonas marginalis 
42 Pseudomonas marginalis Bacteria; 
aceae; Pseudomonas. 

ref|NR_027227.1| Bacillus infernus 

13 Bacillus infernus Bacteria; 


ref|NR_025648.1| Leptotrichia shahii 
31 Leptotrichia shahii Bacteria; 


ref|NR_025647.1| Leptotrichia hofstadii 
67 Leptotrichia hofstadii Bacteria; 


ref |NR_025593.1 
1632974 163447 
dales; Aeromonad 
ref |NR_025353.1 
1970584 197204 
deriales; Oxalob 


Oceanisphaera 

9 Oceanisphaera 
aceae; Oceanisphaera. 
Herbaspirillum 

9 Herbaspirillum 
acteraceae; 


ref|NR_024908.1 

2585691 258722 
Oceanospirillal 
ref|NR_024713.1 
sinica Bacte 


Marinomonas 

4 Marinomonas 

es; Marinomonas. 
Borrelia sinica strain 
ria; Spirochaetes; 


NR_024698.1 
4 
Cc 


Herbaspirillum 
5 Herbaspirillum 
es; Oxalobacteraceae; 
ref|NR_026276.1| Paucimonas lemoignei 
15 Paucimonas lemoignei Bacteria; 
ceae; Paucimonas 
ref|NR_026151.1| Clostridium colinum 
07 Clostridium colinum Bacteria; 

m. 
ref|NR_026150.1 
ce 3526458 352796 
lostridiaceae; C 
ref|NR_026088.1 
09 Alloiococcus 


Clostridium 

8 Clostridium 
lostridium. 
Alloiococcus otitis 
otitis Bacteria; 


ref|NR_025831.1] Mycoplana bullata 


3975607 3977021 Mycoplana bullata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 


457424 Bacteria_16S 
aliena strain KMM 
Proteob 


Bacteria; 
Pseudoalteromonas 


457424 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


457424 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; 


strain TCl 16S ri 
Proteobacteria; 


strain Y6 16S rib 
Proteobacteria; 


succinivorans str 
succinivorans Bac 


457424 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


457424 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


457424 Bacteria_16S 


strain KB740 16S 


Proteobacteria; B 


457424 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


457424 Bacteria_16S 


modestum strain G 
modestum Bacteria 


457424 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


457424 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


457424 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; B 


457424 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; B 
complex. 


457424 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Rubrobacteraceae; 


457424 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


strain R 16086 16 
Firmicutes; Bacil 


457424 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


strain GraTa 2 16 
Fusobacteria; Fus 


457424 Bacteria_16S 


rhizophila strain 
Bacteria; Proteob 


jalaludinii strai 
Bacteria; Firmicu 


G 
457424 Bacteria_16S 


G 
457424 Bacteria_16S 


G 
457424 Bacteria_16S 


icutes; 


60543 60571 


62091 62119 


71092 71120 


teria; Firmicutes; 


tes; Clostridia; 


cteria; Firmicutes; 


ridia; 


ra 


; Fusobacteria; 


Rubrobacter. 
290294 290322 
16S ribosomal RNA, 


455306 455338 
S ribosomal RNA, 
lales; Macrococcus. 
468841 468869 


627229 627273 
obacteriales; 


639436 639464 


765876 765904 
n M9 16S ribosomal 
tes; Clostridia; 


457424 Bacteria_16S 


798058 798126 


4053403 4053444 70 
3562 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


4119833 4119894 50 
bosomal RNA, partial sequence 
Entomoplasmatales; 
4179841 4179882 70 

6S ribosomal RNA, partial sequence 4178357 41798 
ammaproteobacteria; Alteromonadales; 


153083 153111 70 
n X2 16S ribosomal RNA, partial sequen 
Clostridiales; 
156204 156232 70 
rain Al 16S ribosomal RNA, partial seq 
Clostr 
157760 157788 70 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
185126 185154 70 
1 RNA, partial sequence 

Clostridiales; 
232611 232655 67 
Succ 2 16S ribosomal RNA, partial 
Fusobacteriales; 
235664 235692 70 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
237300 237328 70 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
238882 238910 70 


263079 263107 70 
ain P 1 16S ribosomal RNA, 
teria; Actinobacteria; 


110 


110 


110 


70 98 


bosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 


70 98 


osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 


70 98 


Clostridia; 
98 


98 
Clostridia; 
98 
98 
Clostridi 
110 


98 


98 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
457424 Bacteria_16S 
S ribosomal RNA, partial sequence 


31 98 


gi 


gi 
41 


gi 
gi 
59 


gi 
60 


gi 


ain S1-1 16S ribosomal RNA, partial se 
Clostri 


gi 


Clostr 


gi 
gi 
15 


gi 


183663 185179 Clost 


aceae; 
gi 


gi 
23 


gi 


etaproteobacteria; Burkholderiales; Bu 
242015 242043 70 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


etaproteobacteria; Burkholderiales; Al 
457424 Bacteria_16S 


riales; Bu 
98 gi| 265678903 
6S ribosomal RNA, partial sequence 237457 23896 
rkholderia 
98 gi| 265678901 
240595 24207 
rkholderia 
98 gi| 265678885 

complete sequence 
Rubrobacteridae; Rubrobac 
70 98 gi| 265678867 
complete sequence 28882 
caligenace 
66 98 gi| 265678751 
complete sequence 453819 45536 
70 98 gi| 265678739 
467397 46889 
rkholderia 
67 110 gi| 265678634 


e-pl0 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 
457424 Bacteria_16S 


Fusobacteriaceae; Ilyobacter. 
70 98 gi| 265678625 
ence 63798 
nadales; X 
70 98 gi| 265678536 
RNA, complete sequence 76438 


Clostridiales; Veillo 


gi 


s 


Fusob 


625776 62729 


219846185 
nce 40519 
nadales; 


219846138 
18405 41199 


Entomoplasmataceae; M 


219846094 


hewanellac 
265679024 
080 60579 


265679023 
630 62129 


265679017 
quence 
diales; Ve 
265678961 
ce 15161 
idiaceae; 
265678959 
uence 
idiales; C 
265678958 
6293 15781 
ocyclaceae 
265678940 


Clostridiu 
265678908 
sequence 

acteriacea 
265678905 
4235 23583 
rkholderia 
265678904 
nce 23588 


nellaceae; 


P 


anthomonad 


anthomonad 


ref|NR_025775.1 
28 4053458 Pseud 
seudoalteromona 
ref|NR_025728.1 


lasma. 
NR_025684.1 


esop 
ref 


Shewanella 
NR_029332.1 


eae; 
ref 


acea 
ref 


e; Xanthomon 
NR_029331.1 


aceae; Xanthomon 
ref |NR_029325.1 

69637 71125 
illonellaceae; §S 
ref |NR_029269.1 
7 153137 Clostr 
Clostridium. 
ref |NR_029267.1 
154728 156242 
lostridiaceae; C 
ref |NR_029266.1 


; Az 
ref 
ridi 
m. 
ref |NR_029216.1 

231154 232668 
e; Propionigeniu 
ref |NR_029213.1 


oarcus. 
NR_029248.1 
um nexile DS 


ceae; Burkholder 
ref|NR_029212.1 
5 237406 Burkho 
rkholderiaceae; 
ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholder 
ref|NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


H r 


ref|/NR_029191.1 
261591 263140 
terales; Rubroba 


ref|NR_029173.1 
4 290348 Bordet 
ae; Bordetella. 
ref|NR_029056.1 


ref |NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref |NR_028939.1 


ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 


265678514 


fo) 
d 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


as. 


as. 
Schwartzia 
Schwartzia 
chwartzia. 
Clostridium 
idium propionicum 


Clostridium 

Clostridium 
lostridium. 

Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


M 1787 Bacteria; 


Propionigenium 
Propionigenium 
m. 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 


ia. 


ia; 
Rubrobacter 


Rubrobacter 
cterineae; 


ia. 


Stenotrophomonas 


Stenotrophomonas. 
Mitsuokella 
kella jalaludinii 


ref |NR_028817.1 


Paenibacillus 


naphthalenovorans strain PR-Nl 16S ribosomal RNA, partial sequence 796606 798156 Paenibacillus 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


Mesoplasma syrphidae 
00 Mesoplasma syrphidae Bacteria; 


Shewanella waksmanii 
96 Shewanella waksmanii Bacteria; 


Xanthomonas theicola 
Xanthomonas theicola Bacteria; 


Xanthomonas hyacinthi 
Xanthomonas hyacinthi Bacteria; 


Clostridium nexile DSM 


Burkholderia graminis 
4 Burkholderia graminis Bacteria; 


Burkholderia glumae 
glumae Bacteria; 


Burkholderia cepacia 


cepacia Bacteria; 
Burkholderia cepacia 


Bordetella holmesii 
ella holmesii Bacteria; 


Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 


Burkholderia terricola 
terricola Bacteria; 


Ilyobacter tartaricus 
0 Ilyobacter tartaricus Bacteria; 


rophomonas rhizophila 


457424 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 


457424 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


457424 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


457424 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


457424 Bacteria_16S 


halorespirans str 
halorespirans Bac 
Sulfurospirillum. 


457424 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


457424 Bacteria_16S 


marinus subsp. pa 


Prochlorococcus marinus subsp. pastoris Bacteria 


824090 824118 70 98 gi 
n LMG 19424 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
825591 825659 26 94 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
847025 847053 70 98 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
851325 851357 60 92 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
866640 866668 70 98 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 
868208 868236 70 98 gi 
ammaproteobacteria; Xanthomonadales; xX 
880022 880050 70 98 gi 
storis strain PCC 9511 16S ribosomal R 


265678497 
sequence 
a; Burkhol 
265678496 


824212 825662 Bosea 


sea. 
265678482 


845553 84708 


Clostridiu 
265678479 


849874 85135 


e; Heliore 
265678468 
sequence 
cteria; Ca 


265678467 


16S ribosomal RNA, partial sequence 866725 86827 


anthomonad 
265678459 
NA, partia 


v 


Prochlorococcaceae; Prochlorococcus. 

457424 Bacteria_16S 910690 910718 70 98 gi| 265678438 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clo 
457424 Bacteria_16S 932351 932379 70 98 gi| 265678424 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial seque 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridial 
457424 Bacteria_16S 989395 989438 70 111 gi| 265678385 


strain 167 16S ri 
Proteobacteria; G 


457424 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


457424 Bacteria_16S 


13501 16S ribosom 
Proteobacteria; B 


457424 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


457424 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


457424 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 


cellulosolvens 6 
Bacteria; Firmicu 


457424 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


457424 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


457424 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


457424 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


457424 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


457424 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


457424 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


457424 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1165214 1165242 70 98 gi 
osomal RNA, partial sequence 
tes; Clostridia; 
1193924 1193952 70 

al RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
1284248 1284276 70 98 gi 


Clostridiales; Veillo 
98 gi 


etaproteobacteria; Burkholderiales; Bu 
1285802 1285830 70 98 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1303911 1303939 70 98 gi 
tes; Clostridia; Clostridiales; Eubact 
1313005 1313033 70 98 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1329920 1329952 66 98 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1360372 1360400 70 98 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 

1374012 1374040 70 98 

S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1389113 1389141 70 98 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1425206 1425234 70 98 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1439149 1439177 70 98 
osomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1466388 1466416 70 98 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 


gi 


gi 


gi 


Rhod 
gi 


Rhod 
gi 


987916 98944 


Enterobac 
228720667 


1163739 11652 


1192457 1193978 Borde 


16S ribosomal RNA, partial sequence 1282800 12842 


ref|NR_028800.1 
822620 824161 
deriales; Burkho 
ref|NR_028799.1 
vestrisii Bacte 
ref|NR_028785.1 
m. 
ref |NR_028782.1 
stis. 
ref|NR_028771.1 
865186 866674 
mpylobacterales; 


’ 


ref|NR_028770.1 
acea 
ref 
1 se 


e; Xanthomon 
NR_028762.1 
quence 


ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028726.1 
nce 930884 
es; Clostridiace 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_027596.1 


Cupriavidus 

Cupriavidus 
lderiaceae; Cupriavidus. 

Bosea vestrisii strain 
ria; Proteobacteria; 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Sulfurospirillum 
Sulfurospirillum 
Campylobacteraceae; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


as. 
Prochlorococcus 
878614 880078 


Cyanobacteria; Prochlorales; 


Clostridium 

Clostridium 
stridium. 

Clostridium 

932385 Clostridium 
ae; Clostridium. 

Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


nellaceae; Mitsuokella. 
228715722|ref|NR_027537.1| Bordetella hinzii LMG 
tella hinzii LMG 13501 Bacteria; 
caligenaceae; Bordetella. 
219846066|ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 
rkholderiaceae; Burkholderia. 
219846054|ref|NR_025644.1| Jeotgalicoccus 
sequence 1284334 1285840 Jeotgalicoccus 
icoccus. 
219846514|ref|NR_026106.1| Eubacterium 
66 Eubacterium cellulosolvens 6 
eriaceae; Eubacterium. 
228721465|ref|NR_027606.1| Xanthomonas arboricola 
sequence 1311542 1313043 Xanthomonas arboricola 
eria; Xanthomonadales; Xanthomonadaceae; 
219846090|ref|NR_025680.1| Dialister invisus DSM 
1328439 1329962 Dialister invisus DSM 15470 
nellaceae; Dialister. 
228720024|ref|NR_027587.1| Burkholderia 
quence 1358923 1360410 Burkholderia 
bacteria; Burkholderiales; Burkholderiaceae; 
228717983|ref|NR_027569.1| Burkholderia unamae 
1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
rkholderiaceae; Burkholderia. 
228716720|ref|NR_027554.1| Burkholderia tuberum 
1387667 1389146 Burkholderia tuberum STM678 Bacteria; 
rkholderiaceae; Burkholderia. 
224581442 |ref|NR_027224.1| Thauera phenylacetica 
1423741 1425251 Thauera phenylacetica Bacteria; 
ocyclaceae; Thauera. 
224581429|ref|NR_027211.1| Thauera aminoaromatica 
1437684 1439179 Thauera aminoaromatica Bacteria; 
ocyclaceae; Thauera. 
224581409|ref|NR_027190.1| Azoarcus buckelii 


1464924 1466433 Azoarcus buckelii Bacteria; 
Rhodocyclaceae; Azoarcus. 


457424 Bacteria_16S 


saccharolyticum W 
WM1 Bacteria; Fir 


457424 Bacteria_16S 


strain PC18 16S r 
Firmicutes; Clost 


457424 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


457424 Bacteria_16S 


strain R-13291 16 
Proteobacteria; G 


457424 Bacteria_16S 


strain R-10289 16 
Proteobacteria; G 


457424 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


457424 Bacteria_16S 


LMG 19981 16S rib 
Proteobacteria; G 


457424 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


457424 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


457424 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


457424 Bacteria_16S 


strain DSM 11334 


Proteobacteria; B 


457424 Bacteria_16S 


strain LMG 1945, 


Proteobacteria; B 


457424 Bacteria_16S 


strain Se-1111R 1 
Proteobacteria; B 


457424 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 


457424 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


457424 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


457424 Bacteria_16S 


strain 58Eu 16S r 
Proteobacteria; B 


457424 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 


457424 Bacteria_16S 


xylanilyticus str 
xylanilyticus Bac 


457424 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


457424 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


1492204 1492232 70 98 gi 
M1 16S ribosomal RNA, partial sequence 
micutes; Clostridia; Clostridiales; Cl 
1519087 1519115 70 98 gi 
ibosomal RNA, partial sequence 


os 


ammaproteobacteria; Xanthomonadales; X 
1689187 1689219 66 98 gi 
bosomal RNA, partial sequence 


an 


S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
1836845 1836873 70 98 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


ct 


e 
ri 


1879505 1879533 70 98 gi 
n CS-K2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Betaproteobacteri 
1898175 1898203 70 98 gi 


ue 
a; 


etaproteobacteria; Burkholderiales; Al 
1899718 1899746 70 98 gi 
R8846 16S ribosomal RNA, partial seque 
etaproteobacteria; Burkholderiales; Al 
1947966 1947994 70 98 gi 


ca 


ne 
ca 


etaproteobacteria; Burkholderiales; Alca 
2042390 2042418 70 98 gi 
rain B1616/1 16S ribosomal RNA, partia 


cteria; Proteobacteria; Gammaproteobac 


1 
te 
2043950 2043978 70 98 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


qu 
ct 


2045525 2045553 70 98 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2068509 2068537 70 98 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2070041 2070069 70 98 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2071619 2071647 66 94 gi 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
2074676 2074704 70 98 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2156551 2156579 70 98 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 
Rubrobacter. 


an 


Oc 


Oc 


ue 
ci 


en 
ri 


qu 
Ru 


457424 Bacteria_16S 


219846902 


14907 


1830898 18324 


er. 


219878311 


sequence 
a; Rhodo 


219878282 


nce 
Burkhol 


219878265 
16S ribosomal RNA, partial sequence 1896710 18982 


ligenace 


219878264 


e 18982 
ligenace 


219878230 
6S ribosomal RNA, partial sequence 1946525 19480 


ligenace 


219878167 


sequence 
ria; Xan 


219878166 


ence 


eria; Xa 


219878165 


20 
thomo 


440 
nad 


219878145 
2067059 20 


685 
yclac 


219878144 
2068593 20 


700 
yclac 


219878143 


nce 


llaceae; 


219878141 


ce 20732 
ales; Al 


219857631 


ence 
brobacte 


2185411 2185439 70 98 gi 


219857609 


taiwanensis strain CB-226 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Pseudoxanthomonas 


tridiace 
219857618 
1517647 15191 


thomonad 
219878415 
1687712 16892 


ref |NR_026494.1 
49 1492247 Clostr 
ae; Clostridium. 
ref|NR_025207.1 


acea 
ref 


e; Thermomon 
NR_025554.1 


ref|NR_025450.1 
1835368 183689 
cyclales; Rhodoc 


ref |NR_025421.1 

1878060 187954 
deriales; Burkho 
ref|NR_025404.1 


ae; Bordetella. 
ref |NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025369.1 


ae; Bordetella. 
ref|NR_025306.1 

2040918 204243 
thomonadales; Xa 


ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


ref |NR_025304.1 
53 2045572 Luteim 
aceae; Luteimona 
ref|NR_025284.1 


; Th 
ref 


auera. 
NR_025283.1 


; Thauera. 
ref |NR_025282.1 

2070125 207167 
Thermobacillus. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025220.1 

2155131 215660 
rales; Rubrobact 


Clostridium 
idium saccharolyticum 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


ridia; Clostridiales; Lachnospiraceae; Hespellia. 
1614723 1614751 70 98 gi|219878467|ref|NR_025606.1| Helcococcus sueciensis 
16S ribosomal RNA, partial sequence 1613259 1614770 Helcococcus sueciensis 
tes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 
1654189 1654217 70 98 gi|219878439|ref|NR_025578.1| Thermomonas brevis 
S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 
1655736 1655764 70 98 gi|219878438|ref|NR_025577.1| Thermomonas fusca 
S ribosomal RNA, partial sequence 1654275 1655771 Thermomonas fusca Bacteria; 


as. 
Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


lales; Bacillaceae; Bacillus. 

1815560 1815588 70 98 gi|219878326|ref|NR_025465.1| Fulvimonas soli strain 
osomal RNA, partial sequence 1814099 1815595 Fulvimonas soli Bacteria; 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 

1832348 1832392 67 110 gi|219878315|ref|NR_025454.1| Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Limnobacter 
7 Limnobacter 
lderiaceae; Limnobacter. 
Bordetella trematum 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 
onas mephitis Bacteria; 
s. 

Thauera terpenica 


42 Thauera terpenica Bacteria; 
eae; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 
eae; 


Thermobacillus 
8 Thermobacillus 


Castellaniella 
laniella defragrans 
stellaniella. 

Rubrobacter 
6 Rubrobacter 
erineae; 


NR_025198.1 
183928 218546 


ref 


ND 


Pseudoxanthomonas 
6 Pseudoxanthomonas 


457424 Bacteria_ 
strain DSM 11853 
Proteobacteria; 

457424 Bacteria_ 


campinensis strai 
Proteob 


Bacteria; 
457424 Bacteria_ 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Xanthomo 


Bacteria; 
457424 Bacteria_ 


acidaminiphila st 
acidaminiphila Ba 


Stenotrophomonas. 
457424 Bacteria_ 
strain IPT10 16S 
Proteobacteria; 

457424 Bacteria_ 


strain BG29 16S r 
Clost 
457424 Bacteria_16S 


Firmicutes; 


strain LMG 16225 
Proteobacteria; 


strain SPS-1037 1 
Proteobacteria; 


strain 3CB-1 16S 
Proteobacteria; 


strain LMG 3413 1 
Proteobacteria; 


strain SEBR 4211 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. 

457424 Bacteria_16S 2625727 2625755 70 98 gi| 219857248 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequenc 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; X 
Rhodanobacter. 

457424 Bacteria_16S 2851786 2851814 70 98 gi|219856890 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial sequence 
hibiscicola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudo 
Pseudomonas. 

457424 Bacteria_16S 3033086 3033114 70 98 gi|219846901 


strain 7 16S ribo 
Clost 
457424 Bacteria_16S 


Clostridia; 


strain AX39 16S r 
Proteobacteria; B 


mechernichensis s 
mechernichensis B 


457424 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partia 


histidinovorans s 
histidinovorans B 


457424 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


457424 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


B 


Proteob 


B 


B 


B 


B 


B 


16S 2275273 2275301 70 98 gi 


16S 2276807 2276835 70 98 gi 


16S 2319066 2319094 70 98 gi 


16S 2320658 2320686 70 98 gi 


cteria; Proteobacteria; 


16S 2331162 2331190 70 98 
ribosomal RNA, partial sequence 


gi 


16S 2338605 2338637 66 98 
ibosomal RNA, partial sequence 
ridia; Clostridiales; 


2385695 2385723 70 


gi 


98 gi 


2387221 2387249 70 98 gi 
LMG 19076 16S ribosomal RNA, partial 
2411594 2411622 70 


98 gi 


2499283 2499311 70 98 
ribosomal RNA, partial sequence 


gi 


2532714 2532742 70 98 gi 


2565656 2565684 70 98 gi 


acteria; Firmicutes; Clostridia; 
2573324 2573352 70 98 gi 
cl 
gi 


s Bacteria; Firmicutes; 
2616529 2616557 70 


Clostridia; 
98 


ridiales; Clostridiaceae; Clostridium. 
3060547 3060575 70 98 gi 
ibosomal RNA, partial sequence 


3062088 3062116 70 98 gi 
train TL1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Betaproteobac 
3089054 3089082 70 98 gi 


Clost 
gi 


acteria; Firmicutes; Clostridia; 
3102499 3102527 70 98 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3114513 3114541 70 98 gi 
16S ribosomal RNA, complete sequence 


3122097 3122129 66 98 gi 


16S ribosomal RNA, partial sequence 2273825 22753 
etaproteobacteria; Burkholderiales; Bu 


n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


rain AMX 19 16S ribosomal RNA, partial 
Gammaproteobac 


2329695 23312 
etaproteobacteria; Burkholderiales; Burkholderia 
2337153 23386 
Heliobacteriacea Helioba 
16S ribosomal RNA, partial sequence 2384259 23857 
etaproteobacteria; Burkholderiales; Bu 
457424 Bacteria_16S 
caledonica strain 
caledonica Bacter 
457424 Bacteria_16S 


ia; Proteobacteria; Betaproteobacteria 


6S ribosomal RNA, partial sequence 2410156 24116 
etaproteobacteria; Burkholderiales; Te 
457424 Bacteria_16S 
2497830 24993 
etaproteobacteria; Rhodocyclales; Rhod 
457424 Bacteria_16S 
6S ribosomal RNA, partial sequence 2531266 25327 
etaproteobacteria; Burkholderiales; Bu 
457424 Bacteria_16S 
acidaminophilum s 
acidaminophilum B 
457424 Bacteria_16S 
methoxybenzovoran 
methoxybenzovoran 
457424 Bacteria_16S 


train DSM 3953 16S ribosomal RNA, part 
Clost 


s strain SR3 16S ribosomal RNA, partia 


16S ribosomal RNA, partial sequence 2615060 26165 


somal RNA, partial sequence 3031628 3033115 Clost 


3059104 30605 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 


457424 Bacteria_16S 


3101054 31025 


etaproteobacteria; Rhodocyclales; Rhod 
457424 Bacteria_16S 


219857550 


rkholderia 
219857549 
nce 22753 
riales; Bu 
219857517 
ence 23175 
nadales; X 
219857516 
sequence 
teria; Xan 


219857509 


rk 
219857503 


e; 
219857470 


rkholderia 
219857469 
sequence 

; Burkhold 


219857453 


pidimonas. 
219857384 


ocyclaceae 
219857356 


rkholderia 
219857291 
ial sequen 
ridiales; 

219857286 
1 sequence 
ostridiale 
219857255 


219846882 


oc 
219846881 
equence 
teria; Rho 
219846863 
1 sequence 
ridiales; 
219846854 


Tindallia. 
219846846 

31130 
ocyclaceae 


ref|NR_025138.1 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025104.1 

2319172 232071 
thomonadales; Xa 


ref|NR_025097.1 
17 Burkholderia 
ceae; Burkholder 
ref|NR_025091.1 
cterium. 
ref|NR_025058.1 
30 Burkholderia 
ceae; Burkholder 
ref|NR_025057.1 
2385781 238725 
eriales; Burkhol 
ref|NR_025041.1 


ref |NR_024972.1 


a TH 
ref 


auera. 
NR_024944.1 
ceae; Cupriavidu 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024917.1 

2571864 257337 
s; Clostridiacea 
ref |NR_024886.1 


Incertae Sedis; 
ref |NR_024878.1 
e 2624254 262575 
anthomonadales; 


ref|NR_024709.1 
2850317 285183 
monadales; Pseud 


ref 
ridi 


NR_026493.1 
um indolis B 
ref |NR_026474.1 
; Thauera. 
ref |NR_026473.1 

3060645 306213 
docyclales; Rhod 
ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref|NR_026446.1 


ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 


219846841 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 


oxalivorans Bacte 


ria; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 
Cupriavidus 

vidus campinensis 

Cupriavidus. 

Pseudoxanthomonas 

xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 

nthomonadaceae; 


Burkholderia sacchari 


sacchari Bacteria; 


ia. 
Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Burkholderia fungorum 


fungorum Bacteria; 


ia. 

Burkholderia 
6 Burkholderia 
deriaceae; Burkholderia. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 


Ss. 

Eubacterium 
8 Eubacterium 
Eubacterium. 
Clostridium 
7 Clostridium 
e; Clostridium. 
Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Rhodanobacter 

6 Rhodanobacter 
Xanthomonadaceae; 


Pseudomonas 
5 Pseudomonas 


omonadaceae; 


Clostridium indolis 
acteria; Firmicutes; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 

5 Thauera 

ocyclaceae; Thauera. 
Natronincola 

0 Natronincola 
Natronincola. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Azoarcus anaerobius 
us anaerobius Bacteria; 


ref|NR_026433.1 
3120644 312214 


Ammoniphilus 
0 Ammoniphilus 


Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


457424 Bacteria_16S 
oxalaticus strain 
Bacteria; Firmicutes; 
457424 Bacteria_16S 

guttoideum strain 
guttoideum Bacteria; 
457424 Bacteria_16S 


strain LMG 471 16S ribos 


Proteobacteria; 
457424 Bacteria_16S 
strain LMG 8678 1 
Proteobacteria; 
457424 Bacteria_16S 


strain LMG 947 16S ribos 


Proteobacteria; 
457424 Bacteria_16S 


strain LMG 673 16S ribos 


Proteobacteria; 
457424 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
457424 Bacteria_16S 


strain LMG 690 16S ribos 


Proteobacteria; 
457424 Bacteria_16S 


strain LMG 733 16S ribos 


Proteobacteria; 
457424 Bacteria_16S 


strain LMG 847 16S ribos 


Proteobacteria; 
457424 Bacteria_16S 
strain LMG 8670 1 
Proteobacteria; 
457424 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 


Proteobacteria; 
457424 Bacteria_16S 
strain LMG 5047 1 
Proteobacteria; 
457424 Bacteria_16S 


strain LMG 708 16S ribosomal RNA, partial sequence 


Proteobacteria; 
457424 Bacteria_16S 


RAOx1 


DSM 40 


6S ribo 
Gammaproteobacteria; 


6S ribo 
Gammaproteobacteria; 


3123644 3123676 66 


Bacillales; 
3158413 3158441 70 


Firmicutes; Clostridia; 


3182599 3182627 70 


3184151 3184179 70 


3185703 3185731 70 


3187255 3187283 70 


3188807 3188835 70 
Proteobacteria; 


3190359 3190387 70 


3191911 3191939 70 


3193463 3193491 70 


3195013 3195041 70 


3196565 3196593 70 


3291630 3291658 70 


3293182 3293210 70 


3294734 3294762 70 


98 


16S ribosomal RNA, partial sequence 31221 


98 


24 16S ribosomal RNA, partial sequence 
Clostridiales; 


98 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


98 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


98 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


98 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


98 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


98 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


98 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


98 


omal RNA, partial sequence 


Gammaproteobacteria; Xanthomonadales; 


98 


somal RNA, partial sequence 3193552 31950 
Xanthomonadales; 


98 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


98 


6S ribosomal RNA, partial sequence 3290167 32916 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


98 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


98 


strain LMG 538 16S ribosomal RNA, partial sequence 


Proteobacteria; 
457424 Bacteria_16S 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


albilineans Bacteria; 
Xanthomonas. 
457424 Bacteria_16S 


strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blaut 
Clostridiales; 


Clostridia; 
457424 Bacteria_16S 


acetireducens strain DSM 10703 16S ribosomal RNA, partial 
acetireducens Bacteria; 


457424 Bacteria_16S 
strain DSM 6984 1 
Proteobacteria; 
457424 Bacteria_16S 


3296284 3296312 70 
Proteobacteria; 
3302376 3302404 70 


Blautia. 
3483874 3483919 65 


Firmicutes; 
3523385 3523413 70 


3533892 3533961 31 


Clostridia; 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


98 


98 


109 


98 


6S ribosomal RNA, partial sequence 3521933 35234 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


100 


strain DSM 286 16S ribosomal RNA, partial sequence 


Firmicutes; 
457424 Bacteria_16S 
strain DSM 8720 1 
Firmicutes; 
457424 Bacteria_16S 


Clostridia; 


Bacillales; 


Clostridiales; 
3541744 3541772 64 


Bacillaceae; 
3557192 3557220 70 


Clostridiaceae; 


92 


6S ribosomal RNA, complete sequence 3540266 35417 
Bacillus. 


98 


strain 106 16S ribosomal RNA, partial sequence 


Proteobacteria; 
457424 Bacteria_16S 


3595145 3595177 66 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


98 


Clostridiales; 


gi|219846840 


gi| 219846817 


gi| 219846800 
3181138 31826 
219846 


gi 799 


gi|219846798 
3184240 31857 


gi|219846797 
3185792 31872 


gi|219846796 


gi|219846795 
3188896 31903 


gi|219846794 
3190448 31919 


gi|219846793 
3192000 31935 
219846 


gi 792 


gi|219846791 
3195102 31966 


gi|219846727 


gi| 219846726 
3291719 32932 


gi| 219846725 
3293271 32947 


gi|219846724 


Xantho: 


gi|219846720 


219846587 
sequenc 
cl 
219846561 


gi 


gi 


gi|219846554 
3532506 35339 
Sarcina. 


gi|219846549 


gi|219846538 
3555718 35572 


gi|219846512 


Lachn 


Xanthomonad 


Xanthomonad 


Xanthomonad 


Xanthomonad 


Xantho: 


Xanthomonad 


Xanthomonad 


Xanthomonad 


Xanthomonad 


ref 
913 


Paenibacillaceae; Aneurinibacillus 


ref 


3 


ref 


ref 


ref 


ref 


ref 


w 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


3 


ref 


ref 


e 3 


ref 


ref 


ref 


ref 


ref 


cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


ospiraceae. 


aceae; 


aceae; 


aceae; 


aceae; 


monadales; 


aceae; 


aceae; 


aceae; 


monadales; 


ia schinkii Bact 


ostridiaceae; 


87 Bacillus 


47 Zoogloea 
; Zoogloea. 


NR_026432.1 
group; 
NR_026409.1 
156952 315844 


NR_026392.1 


NR_026391.1 


NR_026390.1 


NR_026389.1 


NR_026388.1 
187344 318884 


NR_026387.1 


NR_026386.1 


NR_026385.1 


NR_026384.1 


Xanthomon 
NR_026383.1 


Xanthomon 
NR_026319.1 


Xanthomon 
NR_026318.1 


Xanthomon 
NR_026317.1 


Xanthomon 
NR_026316.1 
294823 329632 
Xanth 


NR_026312.1 


NR_026179.1 
482431 348393 
cl 
NR_026153.1 


NR_026146.1 


NR_026141.1 


NR_026130.1 


NR_026104.1 


Ammoniphilus 


123687 Ammoniphilus oxalaticus 
Ammoniphilus. 


Desulfotomaculum 
6 Desulfotomaculum 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
aceae; 


as. 
Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
aceae; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 
aceae; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 
aceae; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 
aceae; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Blautia schinkii 
eria; Firmicutes; 


Clostridium 

2 Clostridium 
ostridium. 

Thauera aromatica 


32 Thauera aromatica Bacteria; 
; Thauera. 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Zoogloea ramigera 


ramigera Bacteria; 


Clostridium 


3593717 3595203 Clostridium 


457424 Bacteria_16S 
strain 743A 16S r 
Firmicutes; Clostridia; 
457424 Bacteria_16S 
lentocellum strai 
Bacteria; Firmicutes; 
457424 Bacteria_16S 
celerecrescens st 
celerecrescens Bacteria; 
457424 Bacteria_16S 
strain GIH 16S ri 
Tenericutes; Moll 
457424 Bacteria_16S 
strain VIS 16S ri 
Tenericutes; Moll 


3596688 3596716 70 
ibosomal RNA, partial sequence 


3687776 3687824 50 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3689293 3689341 50 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


98 


Clostridiales; 
98 


Clostridiales; 
98 


Firmicutes; Clostridia; 


98 


98 


Clostridiaceae; 
3598223 3598251 70 
n RHM5 16S ribosomal RNA, partial sequ 
Clostridia; 
3599771 3599799 70 
rain DSM 5628 16S ribosomal RNA, parti 


gi|219846511 
3595254 35967 
Cl 
219846509 
ence 35967 
spiraceae; 
219846508 
al 
Clostridiales; 

gi|219846446 

3686364 36878 


gi 


Lachno 
gi 


gi|219846445 
3687881 36893 


ostridiu 


sequenc 
Cc 


ref |NR_026103.1 
m. 
ref|NR_026101.1 
93 3598277 Clost 
Cellulosilytic 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; 
ref |NR_026037.1 


ref |NR_026036.1 


r 
u 


c 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
idium lentocellum 
m. 
Clostridium 
6 Clostridium 
lostridium. 
Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


Mycoplasma cottewii 


47 Mycoplasma cottewii Bacteria; 


457424 Bacteria_16S 3851639 3851671 66 98 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

457424 Bacteria_16S 4073005 4073033 70 98 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

457424 Bacteria_16S 4178270 4178298 70 98 gi|219846095|ref|NR_025685.1| Achromobacter 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 4178306 Achromobacter 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 
457424 Bacteria_16S 4190515 4190543 70 98 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

457424 Bacteria_16S 4225345 4225373 70 98 gi|219846055|ref|NR_025645.1| Salinicoccus 
hispanicus strain DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
hispanicus Bacteria; Firmicutes; Bacillales; Salinicoccus. 

457424 Bacteria_16S 11861 11896 77 111 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

457424 Bacteria_16S 82955 82986 70 101 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

457424 Bacteria_16S 130301 130336 63 98 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
strain ES2772 16S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

457424 Bacteria_16S 217504 217539 77 111 gi|265678918|ref|NR_029226.1| Blastopirellula marina 
strain SH 106 16S ribosomal RNA, partial sequence 216053 217555 Blastopirellula marina Bacteria; 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; Blastopirellula. 

457424 Bacteria_16S 291924 291955 70 101 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 
strain Kol5a 16S ribosomal RNA, partial sequence 290399 291962 Aquifex pyrophilus Bacteria; 
Aquificae; Aquificales; Aquificaceae; Aquifex. 

457424 Bacteria_16S 320577 320616 53 92 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

457424 Bacteria_16S 435251 435282 70 101 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

457424 Bacteria_16S 485686 485713 71 98 gi| 265678728 |ref|NR_029033.1| Spirochaeta 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 Spirochaeta 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

457424 Bacteria_16S 548408 548439 70 101 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 
mariniglutinosa strain KMM 3635 16S ribosomal RNA, partial sequence 546976 548458 Pseudoalteromonas 
mariniglutinosa Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

457424 Bacteria_16S 616688 616719 70 101 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 


strain 289 16S ri 
Proteobacteria; G 
457424 Bacteria_16S 
40M4T 16S ribosomal RNA, 
Gammaproteobacter 
457424 Bacteria_16S 
strain NGA 16S ribosomal 
Synergistetes; Synergist 


bosomal 


RNA, complete sequence 


ammaproteobacteria; Vibrionales; Vibri 
645665 645696 70 


101 
complete sequence 


98 
RNA, partial sequence 
ia; Synergistales; 


644174 645732 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 
677375 677402 71 


615203 61674 
onaceae; V 


gi|265678621 


ibri 
ref 
o le 


oO. 
NR_028926.1 
ntus Bacteri 


gi| 265678598 


4 Vibrio agarivorans Bacteria; 


Vibrio lentus strain 
a; Proteobacteria; 


ref |NR_028903.1 


Anaerobaculum mobile 


675861 677456 Anaerobaculum mobile Bacteria; 


Synergistaceae; Anaerobaculum. 


457424 Bacteria_16S 


strain DSM 30039 
Proteobacteria; 


lusitanum strain 
Bacteria; 


strain SW-45 16S 
Proteobacteria; 


strain S-743 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain M39 16S ri 
Proteobacteria; 


Thermaerobacter. 


457424 Bacteria_16S 
heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 
457424 Bacteria_16S 
caldoxylosilyticu 


caldoxylosilyticu 


457424 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


457424 Bacteria_16S 


strain I-75 16S r 
Proteobacteria; 


strain OK-1 16S r 
Proteobacteria; 


smaragdinae DSM 1 
11293 Bacteria; S 


457424 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


457424 Bacteria_16S 


gallinaceus strai 
gallinaceus Bacte 


457424 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


457424 Bacteria_16S 


strain R-4069 16S 
Proteobacteria; G 


457424 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


457424 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


457424 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


457424 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


457424 Bacteria_16S 


strain M1063U/93 


Proteobacteria; G 


457424 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


G 
457424 Bacteria_16S 


Proteob 
457424 Bacteria_16S 


G 
457424 Bacteria_16S 


G 
457424 Bacteria_16S 
subterraneus stra 
subterraneus Bact 


G 
457424 Bacteria_16S 


G 
457424 Bacteria_16S 


690924 690959 70 105 gi 


ammaproteobacteria; Enterobacteriales; E 
739408 739446 60 98 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
764296 764327 70 101 gi 
ribosomal RNA, partial sequence 


781259 781298 53 92 
ribosomal RNA, partial sequence 


gi 


788916 788947 70 101 
bosomal RNA, partial sequence 


gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1010797 1010828 70 101 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
1169721 1169748 71 98 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1207602 1207661 33 92 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1225637 1225664 71 98 gi 
n CCUG 42692 16S ribosomal RNA, partia 
ria; Firmicutes; Lactobacillales; Stre 
1228684 1228715 70 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1230220 1230251 70 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


E 


he 


ce 


ta 


YL 


1 


pt 


se 


se 


265678589 
16S ribosomal RNA, partial sequence 689459 69096 


265678555 
ence 73794 
riales; 
265678537 
762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 
265678525 
779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678520 
787469 78896 


989496 99101 


265678371 
1009316 10108 


228719827 


228715354 


219878314 


219878281 


1227244 12287 


219878280 
1228770 12302 


nterobac 


nterobac 


wanellac 


11682 
ceae; Sp 


12061 
chales; 


sequence 
ococcace 


udomonad 


udomonad 


1255771 1255838 31 98 gi 
n DSM 6472 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Paenibaci 
1343743 1343774 70 101 gi 


se 
11 


ammaproteobacteria; Alteromonadales; Fer 
1386093 1386124 70 101 gi 
ain 0S217 16S ribosomal RNA, partial s 


17 Bacteria; Proteobacteria; Gammaprot 


eq 
eo 


1412996 1413027 70 101 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1431431 1431462 70 101 gi 


gi 


se 


ammaproteobacteria; Pasteurellales; Past 
1443790 1443821 70 101 gi 
16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Pasteurell 


457424 Bacteria_16S 


1582489 1582565 24 101 gi 


219857194 
228721107 
somal RNA, partial sequence 1342254 1343799 Ferri 


228716834 


224581450 
1411537 14130 


224581435 
16S ribosomal RNA, partial sequence 1429972 14314 


224581426 


219878490 


quence 


aceae; B 


rimonada 


uence 
bacteria 


udoalter 


eurellac 


14423 
ales; Pa 


Ox 


ref|NR_028894.1| Citrobacter freundii 

3 Citrobacter freundii Bacteria; 
teriaceae; Citrobacter. 

ref|NR_028859.1| Herbaspirillum 

8 739471 Herbaspirillum lusitanum 
alobacteraceae; Herbaspirillum. 
ref|NR_028841.1| Marinobacter litoralis 
4 Marinobacter litoralis Bacteria; 
aceae; Marinobacter. 

ref|NR_028829.1| Acholeplasma axanthum 
7 Acholeplasma axanthum Bacteria; 
eplasma. 
ref|NR_028824.1| Methylophaga alcalica 
2 Methylophaga alcalica Bacteria; 


ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 
802777 802808 64 95 gi|265678511|ref|NR_028814.1| Thermaerobacter 

in C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 

eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
921594 921621 71 98 gi|265678431|ref|NR_028733.1| Slackia 

s strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 


s Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
; Slackia. 

958740 958767 65 92 gi|265678406|ref|NR_028708.1]| Geobacillus 
s strain $1812 16S ribosomal RNA, partial sequence 957258 958773 Geobacillus 
s Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

966424 966455 70 101 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
is strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
is Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 

990975 991006 70 101 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 
teriaceae; Citrobacter. 
ref|NR_028673.1| Shewanella algae 
53 Shewanella algae Bacteria; 
eae; Shewanella. 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025453.1 
1224170 122567 
ae; Streptococcus. 
ref|NR_025420.1| Cellvibrio fibrivorans 
19 Cellvibrio fibrivorans Bacteria; 
aceae; Cellvibrio. 
ref|NR_025419.1| Cellvibrio gandavensis 
55 Cellvibrio gandavensis Bacteria; 
aceae; Cellvibrio. 
ref |NR_024822.1| Brevibacillus 

1254345 1255845 Brevibacillus 


Spirochaeta 
haeta smaragdinae DSM 


Catenibacterium 

bacterium mitsuokai DSM 

eae; Catenibacterium. 
Streptococcus 

1 Streptococcus 


revibacillus. 
ref|NR_027602.1| Ferrimonas balearica 
monas balearica DSM 9799 Bacteria; 
ceae; Ferrimonas. 
ref|NR_027556.1] Shewanella 

1384632 1386131 Shewanella 
; Alteromonadales; Shewanellaceae; 
ref|NR_027234.1| Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 
omonadaceae; Algicola. 

ref|NR_027217.1| Phocoenobacter uteri 
66 Phocoenobacter uteri Bacteria; 

eae; Phocoenobacter. 

ref|NR_027207.1| Actinobacillus scotiae 
29 1443825 Actinobacillus scotiae 
steurellaceae; Actinobacillus. 


ref |NR_025629.1| Rhodovarius 


lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 


457424 Bacteria_16S 
CAIM 629 16S ribo 
Gammaproteobacter 
457424 Bacteria_16S 


strain 75-80 16S 
Proteobacteria; 


strain Albert 199 
Proteobacteria; 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
457424 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


457424 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


457424 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 


Pseudoalteromonas. 
457424 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


457424 Bacteria_16S 


LMG 19999 16S rib 
Proteobacteria; G 


457424 Bacteria_16S 


G 
457424 Bacteria_16S 


G 
457424 Bacteria_16S 


1658794 1658825 70 101 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1660348 1660379 70 101 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1668028 1668059 70 101 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1683192 1683227 63 98 gi 
ribosomal RNA, partial sequence 


1692300 1692331 70 101 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
1700067 1700098 70 101 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1754917 1754948 70 101 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1756477 1756508 70 101 gi 


somal RNA, partial sequence 1657325 1658829 Vibri 


1658880 16603 
G 


onaceae; 
219878430 


E 
219878420 


1681727 16832 
mycineae 


no 
219878413 

1 

ria; 


219878408 


somal RNA, partial sequence 1698596 1700102 Vibri 


219878370 
equence 


219878369 


6S ribosomal RNA, partial sequence 1755010 17565 


strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 17971 


Proteobacteria; G 


457424 Bacteria_16S 


livingstonensis s 
livingstonensis B 
Shewanella. 


457424 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


457424 Bacteria_16S 


strain 2693 16S r 
Proteobacteria; G 


457424 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


457424 Bacteria_16S 


proteamaculans st 
proteamaculans Ba 
Serratia. 


457424 Bacteria_16S 


strain DSM 30063 


Proteobacteria; G 


457424 Bacteria_16S 


strain DSM 4594 1 
Proteobacteria; G 


457424 Bacteria_16S 


proteus strain 42 
Bacteria; Proteob 


457424 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


1 
G 


457424 Bacteria_16S 


strain Eb 13/82 1 
Proteobacteria; G 


457424 Bacteria_16S 


strain $3/2-161 1 
Proteobacteria; G 


ammaproteobacteria; Vibrionales; Vibri 
1847677 1847708 70 101 gi 
train NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


1853619 1853654 63 98 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1931274 1931305 70 101 
ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1989208 1989239 70 101 gi 


gi 


ammaproteobacteria; Enterobacteriales; 
1990757 1990788 70 101 gi 
rain DSM 4543 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1992305 1992336 70 101 gi 
ammaproteobacteria; Enterobacteriales; 
1996931 1996962 70 101 gi 


ammaproteobacteria; Enterobacteriales; 
2001549 2001580 70 101 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2003084 2003115 70 101 gi 


ammaproteobacteria; Enterobacteriales; 
2004617 2004648 70 101 gi 


ammaproteobacteria; Enterobacteriales; 
2006161 2006192 70 101 gi 


ammaproteobacteria; Enterobacteriales; 


457424 Bacteria_16S 


2007707 2007738 70 101 gi 


on 


ct 


da 


or 


al 
te 


6S ribosomal RNA, partial sequence 1995493 19 


ct 


6S ribosomal RNA, partial sequence 2001636 20 


6S ribosomal RNA, partial sequence 2003168 20 


6S ribosomal RNA, partial sequence 2004699 20 


aceae; 
219878304 
sequence 


219878299 
sequence 
e; 


219878241 


1929813 19313 
itellace 


219878203 


6S ribosomal RNA, partial sequence 1987760 19892 


Enterobac 
219878202 
sequenc 
ria; 


219878201 


16S ribosomal RNA, partial sequence 1990842 19923 


Enterobac 
219878198 
969 

Enterobac 
219878195 
20000 
eriales; 
219878194 
031 

Enterobac 
219878193 
046 

Enterobac 
219878192 
061 

Enterobac 
219878191 


16665 
nterobac 


sequence 
Pseud 


ia; Altero 


Vv 


eria; Al 


Actin 


Ent 


219878436|ref|NR_025575.1| Vibrio fortis strain 
o fortis Bacteria; Proteobacteria; 
219878435|ref|NR_025574.1| Grimontia hollisae 


83 Grimontia hollisae Bacteria; 
rimontia. 
ref|NR_025569.1 
70 1668063 Escher 
teriaceae; Escherichia. 
ref|NR_025559.1| Actinomyces oricola 
34 Actinomyces oricola Bacteria; 

; Actinomycetaceae; Actinomyces. 

ref |NR_025552.1| Cellvibrio 

1690867 1692335 Cellvibrio 
omonadales; Pseudomonadaceae; 


Escherichia albertii 
ichia albertii Bacteria; 


ref 
© po 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


NR_025547.1 
meroyi Bacte 


ref|NR_025509.1 
1753455 175495 
monadales; Pseud 


Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 


ammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

1794081 1794112 70 101 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
osomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

1797120 1797151 70 101 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 
ibrio. 
ref |NR_025443.1 

1846218 184771 
teromonadales; S 


Shewanella 
2 Shewanella 
hewanellaceae; 


ref|NR_025438.1 
1852181 185367 
omycetales; Stre 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


ref|NR_025380.1| Moritella abyssi 
09 Moritella abyssi Bacteria; 

ae; Moritella. 
ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025341.1| Serratia 

e 1989290 1990791 Serratia 
erobacteriales; Enterobacteriaceae; 


ref|NR_025340.1| Serratia grimesii 

36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 

ref|NR_025337.1| Rahnella aquatilis 

65 Rahnella aquatilis Bacteria; 
teriaceae; Rahnella. 

ref |NR_025334.1| Obesumbacterium 

96 2001585 Obesumbacterium proteus 
Enterobacteriaceae; Obesumbacterium. 
ref |NR_025333.1| Leminorella grimontii 
17 Leminorella grimontii Bacteria; 
teriaceae; Leminorella. 

ref |NR_025332.1| Budvicia aquatica 

48 Budvicia aquatica Bacteria; 
teriaceae; Budvicia. 

ref|NR_025331.1| Buttiauxella izardii 
96 Buttiauxella izardii Bacteria; 
teriaceae; Buttiauxella. 

ref |NR_025330.1| Buttiauxella gaviniae 


strain $1/1-984 16S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella gaviniae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Buttiauxella. 


457424 Bacteria_ 
strain 63 16S ribosomal RNA, partial sequence 


16S 2092967 2092998 70 101 gi 


219878128 
2091488 20930 


ref|NR_025267.1| Shewanella baltica 
18 Shewanella baltica Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

457424 Bacteria_16S 2117352 2117383 70 101 gi|219857657|ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

457424 Bacteria_16S 2308526 2308553 70 97 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

457424 Bacteria_16S 2400804 2400871 25 92 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

457424 Bacteria_16S 2413161 2413192 70 101 gi|219857452|ref|NR_025040.1| Methylosarcina 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 


quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylosarcina. 

457424 Bacteria_16S 2414725 2414756 70 101 gi|219857451|ref|NR_025039.1| Methylosarcina fibrata 
strain AML-C10 16S ribosomal RNA, partial sequence 2413261 2414776 Methylosarcina fibrata Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 

457424 Bacteria_16S 2520580 2520607 71 98 gi|219857364|ref|NR_024952.1| Slackia exigua strain 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 2520614 Slackia exigua ATCC 700122 Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Slackia. 

457424 Bacteria_16S 2559562 2559589 71 98 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 
strain SR12 16S ribosomal RNA, partial sequence 2558106 2559614 Eubacterium aggregans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

457424 Bacteria_16S 2561065 2561092 71 98 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

457424 Bacteria_16S 2893467 2893498 70 101 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

457424 Bacteria_16S 2996695 2996726 70 101 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

457424 Bacteria_16S 3117592 3117623 70 101 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 

457424 Bacteria_16S 3217534 3217564 66 96 gi| 219846776 |ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

457424 Bacteria_16S 3300844 3300875 70 101 gi|219846721|ref|NR_026313.1| Methylophaga 
sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 3299393 3300879 Methylophaga 
sulfidovorans Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 

457424 Bacteria_16S 3677207 3677234 71 98 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

457424 Bacteria_16S 3775890 3775921 67 98 gi|219846380|ref|NR_025971.1| Mycoplasma 
putrefaciens strain KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
putrefaciens Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

457424 Bacteria_16S 3842612 3842639 71 98 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

457424 Bacteria_16S 4003505 4003536 70 101 gi|219846223|ref|NR_025813.1| Photobacterium 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 4002046 4003543 Photobacterium lipolyticum 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

457424 Bacteria_16S 4029217 4029248 70 101 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
strain SW-120 16S ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

457424 Bacteria_16S 4030767 4030798 70 101 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
strain SW-117 16S ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

457424 Bacteria_16S 4057880 4057911 70 101 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

457424 Bacteria_16S 102896 102922 66 92 gi|265678995|ref|NR_029303.1| Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 


457424 Bacteria_16S 186691 186717 66 92 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

457424 Bacteria_16S 313210 313236 66 92 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

457424 Bacteria_16S 654577 654603 66 92 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

457424 Bacteria_16S 665142 665168 72 98 gi| 265678606 |ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

457424 Bacteria_16S 727291 727317 66 92 gi|265678564|ref|NR_028868.1| Succinispira mobilis 
strain 19glyl 16S ribosomal RNA, partial sequence 725825 727319 Succinispira mobilis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succinispira. 

457424 Bacteria_16S 779735 779785 40 90 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
457424 Bacteria_16S 906090 906116 66 92 gi| 265678441 |ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

457424 Bacteria_16S 1088016 1088042 66 92 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 


Bacillales; 


iheyensis HTE831 
Bacteria; 


strain KCTC 3666 
Firmicutes; Bacil 


457424 Bacteria_16S 
dichotomicum stra 
dichotomicum Bact 
457424 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
457424 Bacteria_16S 
strain I50 16S ri 
Firmicutes; Erysi 
457424 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; 


strain DSM 8721 1 
Firmicutes; Bacil 


457424 Bacteria_16S 


syrphidicola stra 
syrphidicola Bact 


457424 Bacteria_16S 


strain R18165 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
457424 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


457424 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


Bacil 
457424 Bacteria_16S 


Firmicu 
457424 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 
457424 Bacteria_16S 
cinnamivorans str 
cinnamivorans Bac 
457424 Bacteria_16S 


Lacto 
457424 Bacteria_16S 
halophilus strain 
halophilus Bacter 
457424 Bacteria_16S 


275201 275230 63 92 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
441415 441440 67 92 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
613594 613627 59 


gi 


92 gi 


nomycineae 
265678877 
273748 27524 


265678761 
439970 44147 
Entomoplasmataceae; M 
265678643 


laceae; Bacillus. 

1156072 1156098 66 92 gi|253680753|ref|NR_028001.1| Oceanobacillus 
16S ribosomal RNA, partial sequence 1154576 1156100 Oceanobacillus iheyensis HTE831 
tes; Bacillales; Bacillaceae; Oceanobacillus. 

1172813 1172839 72 98 gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 

11002 16S ribosomal RNA, partial sequence 1171345 1172849 Dethiosulfovibrio 
11002 Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; 

2431316 2431346 68 98 gi|219857437|ref|NR_025025.1| Papillibacter 
ain CIN1 16S ribosomal RNA, partial sequence 2429869 2431359 Papillibacter 
teria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Papillibacter. 

2451150 2451176 66 92 gi|219857419|ref|NR_025007.1| Laceyella putida 
16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
lales; Thermoactinomycetaceae; Laceyella. 

2454226 2454252 66 92 gi|219857417|ref|NR_025005.1| Thermoflavimicrobium 
in KCTC 3667 16S ribosomal RNA, partial sequence 2452794 2454268 Thermoflavimicrobium 
eria; Firmicutes; Bacillales; Thermoactinomycetaceae; Thermoflavimicrobium. 

2961572 2961614 70 111 gi|219856816|ref|NR_024635.1| Colwellia maris strain 

2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
ia; Alteromonadales; Colwelliaceae; Colwellia. 

3031533 3031559 66 92 gi|219846903|ref|NR_026495.1| Clostridium cocleatum 
bosomal RNA, partial sequence 3030089 3031577 Clostridium cocleatum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

3307070 3307096 70 96 gi|219846717|ref|NR_026309.1| Lactobacillus oris 
6S ribosomal RNA, partial sequence 3305595 3307106 Lactobacillus oris Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

3361856 3361882 66 92 gi|219846676|ref|NR_026268.1| Marinococcus 

DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
ia; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

3540174 3540200 66 92 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
6S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 
lales; Bacillaceae; Bacillus. 

4139749 4139795 52 98 gi|219846121|ref|NR_025711.1| Spiroplasma 
in EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4238909 4238943 64 98 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 

ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 


; Actinomycetaceae; Actinomyces. 
ref|NR_029183.1| Mycoplasma hyosynoviae 
6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029066.1| Mesoplasma photuris 
6 Mesoplasma photuris Bacteria; 

esoplasma. 
ref |NR_028948.1 


Psychrobacter 


nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


457424 Bacteria_ 


strain PIPN-2 16S 
Tenericutes; Moll 


457424 Bacteria_ 


strain Uedal07 16 
G 


Proteobacteria; 
457424 Bacteria_ 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
457424 Bacteria_16S 


strain WSU 86/104 


16S 737821 737882 50 110 

ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
16S 771951 771976 70 95 


S ribosomal RNA, partial sequence 


gi 


gi 


16S 807313 807342 63 92 gi 


eria; Thermodesulfobacteria; 
erium. 

974091 974144 45 

4 16S ribosomal RNA, 


98 gi 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


457424 Bacteria_16S 


strain ATCC 33433 
Proteobacteria; 


Firmicutes; 


G 
457424 Bacteria_16S 
strain SK3 16S ri 
Lacto 
457424 Bacteria_16S 
pneumoniae strain 
pneumoniae Bacter 
457424 Bacteria_16S 
strain E58 16S ri 


1004785 1004810 70 95 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1021469 1021494 66 91 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; 
1023021 1023046 66 91 
ATCC 33400 16S ribosomal RNA, 
ia; Firmicutes; Lactobacillales; 
1367838 1367895 38 95 
bosomal RNA, complete sequence 


Streptoc 
gi 


gi 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


457424 Bacteria_16S 


strain MP145 16S 


Tenericutes; Moll 
457424 Bacteria_16S 
goodfellowii stra 


goodfellowii DSM 


457424 Bacteria_16S 
gallopavonis stra 


Bacteria; Teneric 


457424 Bacteria_16S 
strain 1340 16S r 


Tenericutes; Moll 


457424 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


457424 Bacteria_16S 
phocicerebrale st 
phocicerebrale Ba 
457424 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; 


strain 383 16S ri 
Tenericutes; Moll 


457424 Bacteria_16S 
strain H/Tl 16S r 


Tenericutes; Moll 


457424 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


457424 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


457424 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


457424 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


457424 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


B 
457424 Bacteria_16S 


1393451 1393480 63 92 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2279867 2279896 63 92 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2282889 2282918 63 92 gi 
rain 1049 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2437417 2437445 70 98 gi 


etaproteobacteria; Burkholderiales; Bu 
2479715 2479744 63 92 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2481224 2481253 63 92 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482734 2482763 63 92 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2484245 2484274 63 92 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485757 2485786 63 92 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2487276 2487305 63 92 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488789 2488818 63 92 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2490302 2490331 63 92 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491813 2491842 63 92 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


736380 73789 
Entomoplasmataceae; 


770475 77198 
ammaproteobacteria; Pseudomonadales; P 


in 7 16S ribosomal RNA, partial sequen 


Thermodes 


complete sequence 


1019984 10214 
complet 
Strep 


1366379 13679 


1392046 13934 


2215772 22172 


2278443 22799 


6S ribosomal RNA, partial sequence 2436004 24374 


2478295 24797 


2479798 24812 


2481316 24827 


2482825 24842 


2484337 24857 


2485849 24873 


2487368 24888 


2488881 24903 


265678556 


E 
265678532 


seudomonad 
265678508 
ce 80584 
ulfobacter 


265678395 
97261 


265678375 
10033 
Enterobac 

265678364 


occus. 
265678363 
e sequence 
tococcacea 
228718799 


228716184 


219857547 


rkholderia 
219857397 


219857396 


219857395 


219857394 


219857393 


219857392 


219857391 


219857390 


ref|NR_028860.1 
7 Entomoplasma 
ntomoplasma. 
ref |NR_028836.1| Cellvibrio japonicus 

3 Cellvibrio japonicus Bacteria; 

aceae; Cellvibrio. 

ref|NR_028811.1| Thermodesulfobacterium 
2 807361 Thermodesulfobacterium 

iales; Thermodesulfobacteriaceae; 


Entomoplasma lucivorax 
lucivorax Bacteria; 


ref |NR_028697.1 
7 974173 Waddli 


Waddlia chondrophila 
a chondrophila Bacteria; 


ref |NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref|NR_028666.1 
95 Streptococcus 


Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Streptococcus gordonii 
gordonii Bacteria; 


ref|NR_028665.1 
1021546 102306 
e; Streptococcus 
ref|NR_027576.1 
26 Chlamydophila 


Streptococcus 
0 Streptococcus 
Chlamydophila pecorum 
pecorum E58 Bacteria; 


ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


1565853 1565886 65 98 gi|219846059|ref|NR_025649.1| Leptotrichia 
in LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
2206627 2206656 63 92 gi|219857595|ref|NR_025183.1| Mycoplasma 
in WR1 16S ribosomal RNA, partial sequence 2205220 2206668 Mycoplasma gallopavonis 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2217180 2217209 63 92 gi|219857588|ref|NR_025176.1| Mycoplasma anatis 


21 Mycoplasma anatis Bacteria; 


ref |NR_025135.1| Mycoplasma phocidae 
08 Mycoplasma phocidae Bacteria; 


219857545|ref|NR_025133.1| Mycoplasma 

equence 2281465 2282930 Mycoplasma 
lasmataceae; Mycoplasma. 
219857430|ref|NR_025018.1| Cupriavidus oxalaticus 


72 Cupriavidus oxalaticus Bacteria; 
ceae; Cupriavidus. 

ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


219857389 


ref|NR_024977.1| Mycoplasma anseris 


2490394 2491854 Mycoplasma anseris Bacteria; 


457424 Bacteria_16S 


strain JCM 9989 1 
Firmicutes; Clost 


457424 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


457424 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


457424 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


457424 Bacteria_16S 


strain CKK 16S ri 
Tenericutes; Moll 


457424 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


457424 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


457424 Bacteria_16S 


strain SGT-108 16 
Proteobacteria; G 


457424 Bacteria_16S 


velocicrescens st 
velocicrescens Ba 


457424 Bacteria_16S 


strain Tab-4c 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


sabaudiense strai 
sabaudiense Bacte 


457424 Bacteria_16S 


strain HYOS-1 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain TN-1 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


leptinotarsae str 
leptinotarsae Bac 


457424 Bacteria_16S 


strain TABS-2 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain CUAS-1 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain AES-1 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain EC-1 16S r 
Tenericutes; Moll 


457424 Bacteria_16S 


strain CCH 16S ri 
Tenericutes; Moll 


457424 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


457424 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


457424 Bacteria_16S 


strain R-10 16S r 
Bacteroidetes; Sp 


457424 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 
Planctomyces. 


457424 Bacteria_16S 


halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 


2890424 2890449 67 92 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
6S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
ridia; Clostridiales; Eubacteriaceae; Eubacterium. 

3500617 3500642 67 92 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
obacteriales; Fusobacteriaceae; Cetobacterium. 

3551010 3551035 67 92 gi| 219846543 |ref|NR_026135.1]| Clostridium 
rain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

3690820 3690849 63 92 gi|219846444|ref|NR_026035.1| Mycoplasma auris 
bosomal RNA, partial sequence 3689398 3690858 Mycoplasma auris Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3716335 3716364 63 92 gi|219846426|ref|NR_026017.1| Mycoplasma pullorum 
bosomal RNA, complete sequence 3714904 3716367 Mycoplasma pullorum Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3753367 3753396 63 92 gi|219846397|ref|NR_025988.1| Mycoplasma canadense 
ibosomal RNA, partial sequence 3751943 3753408 Mycoplasma canadense Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3759415 3759444 63 92 gi|219846393|ref|NR_025984.1| Mycoplasma alkalescens 
ibosomal RNA, partial sequence 3757993 3759456 Mycoplasma alkalescens Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

4068487 4068512 76 101 gi|219846174|ref|NR_025764.1| Aquicella siphonis 
S ribosomal RNA, partial sequence 4067035 4068516 Aquicella siphonis Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

4136630 4136675 67 411 gi|219846123|ref|NR_025713.1| Spiroplasma 
rain MQ-4 16S ribosomal RNA, partial sequence 4135174 4136688 Spiroplasma 
cteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4138196 4138241 67 111 gi|219846122|ref|NR_025712.1| Spiroplasma turonicum 

ribosomal RNA, partial sequence 4136739 4138254 Spiroplasma turonicum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4141328 4141373 67 111 gi|219846120|ref|NR_025710.1| Spiroplasma 
n Ar-1343 16S ribosomal RNA, partial sequence 4139871 4141386 Spiroplasma 
ria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4142892 4142937 67 111 gi|219846119|ref|NR_025709.1| Spiroplasma montanense 

ribosomal RNA, partial sequence 4141437 4142950 Spiroplasma montanense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4144458 4144503 67 rhe | gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
ribosomal RNA, partial sequence 4143001 4144516 Spiroplasma litorale Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4146025 4146070 67 211 gi|219846117|ref|NR_025707.1| Spiroplasma 
ain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
teria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4150710 4150755 67 111 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4153704 4153749 67 111 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 

ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4155269 4155314 67 vee gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4156835 4156880 67 Tit gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
ibosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4159966 4160011 67 111 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
bosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
icutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4161532 4161577 67 sale 4 gi|219846107|ref|NR_025697.1| Spiroplasma 
in PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

104396 104432 62 98 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
21 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 

133432 133480 64 111 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
ibosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
hingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

219082 219117 77 be gi|265678917|ref|NR_029225.1| Planctomyces 
n Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
ria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 

429041 429077 67 103 gi|265678769|ref|NR_029074.1| Corynebacterium 


427586 429077 Corynebacterium 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


457424 Bacteria_16S 
69 16S ribosomal 


457424 Bacteria_16S 577318 577350 60 92 gi 
valerianellae strain CFBP 4730 16S ribosomal RNA, parti 
valerianellae Bacteria; Proteobacteria; Betaproteobacte 
457424 Bacteria_16S 583331 583359 70 98 gi 
strain LF13 16S ribosomal RNA, partial sequence 
Caldithrix. 

457424 Bacteria_16S 695506 695530 77 101 gi 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Plancto 
Planctomyces. 

457424 Bacteria_16S 736297 736329 66 98 gi 
histaminiformans strain MR2 16S ribosomal RNA, partial 
histaminiformans Bacteria; Firmicutes; Clostridia; Clos 


457424 Bacteria_16S 


strain PG14 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


457424 Bacteria_16S 


colombiense DSM 12261 16S ribosomal RNA, partial sequen 
Synergistetes; 


12261 Bacteria; 
457424 Bacteria_16S 
strain ELCA-2 16S 


457424 Bacteria_16S 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, part 
pseudovaccinii Bacteria; Actinobacteria; Actinobacterid 


487278 487302 70 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


804303 804331 64 


1201525 1201552 71 


Synergistia; 
1279752 1279796 67 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


Entomoplasmatales; 
1522090 1522126 62 


Nocardiaceae; Nocardia. 


457424 Bacteria_16S 


vaccimaxillae strain R10176 16S ribosomal RNA, partial 
vaccimaxillae Bacteria; Actinobacteria; Actinobacterida 
Actinomyces. 


Actinomycetaceae; 
457424 Bacteria_16S 


cardiffensis strain CCUG 44997 16S ribosomal RNA, parti 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae 
Actinomyces. 


Actinomycetaceae; 
457424 Bacteria_16S 
strain 534-30 16S 
Planctomycetes; 
457424 Bacteria_16S 


strain MX9 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


457424 Bacteria_16S 


strain H831 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


457424 Bacteria_16S 
ruthenica strain 
Bacteria; 
Pseudoalteromonas. 
457424 Bacteria_16S 


strain L1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


457424 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 
strandjordii Bacteria; Actinobacteria; Actinobacteridae 
Tsukamurella. 


Tsukamurellaceae; 
457424 Bacteria_16S 


strain E42 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


457424 Bacteria_16S 


equigenitalium strain T37 16S ribosomal RNA, partial se 
equigenitalium Bacteria; Tenericutes; Mollicutes; Mycop 


457424 Bacteria_16S 


parasanguinis strain ATCC 15912 16S ribosomal RNA, part 
parasanguinis ATCC 15912 Bacteria; 


457424 Bacteria_16S 


strain SIR-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


1736579 1736615 62 


1739625 1739661 62 


2012373 2012397 77 


ribosomal RNA, partial sequence 
Planctomycetacia; Planctomycetales; Pla 


2200597 2200625 64 


2209655 2209683 64 


2272245 2272276 70 


KMM300 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Alteromo 


2288881 2288925 67 


Entomoplasmatales; 
2306966 2307002 62 


2366046 2366074 64 


2367556 2367584 64 


2665001 2665032 66 


2731322 2731350 64 


Firmicutes; 


94 gi 


485792 487320 Vibrio ponticus Bacteria; 


92 gi 


98 gi 
Synergistal 
110 gi 


Entomoplasm 
98 gi 


98 gi 


98 gi 


101 gi 


92 gi 
92 gi 


101 gi 


110 gi 


98 gi 


92 gi 


92 gi 
98 gi 


92 gi 


802889 80433 


1278319 12798 


e; 


2010901 20124 
nctomyceta 
2199190 22006 


2208244 22096 


ence 22707 
nadales; 


2287434 22889 


Entomoplasmataceae; 


complete sequ 


2364627 23660 


quence 
lasmatacea 


Lactobacillales; 


265678727 


265678668 


ria; 
265678664 


581868 58337 


265678586 
sequence 

mycetacia; 
265678558 

sequence 


tridiales; 
265678510 


228715386 
ce 12000 
es; 
219846093 


ataceae; 
219857610 


ae; 
219878384 


sequence 


219878382 
al sequenc 
; Actinomy 


219878188 


219857599 


219857593 


219857552 
P 
219857540 


M 
219857525 


; Actinomy 


219857483 


219857482 


219857214 


ial sequence 2663526 266503 
Streptococcaceae; 


219857167 


ial sequence 1520665 152215 
Actinomycetales; 


Actinomycetales; 


ref|NR_029032.1 


ref |NR_028973.1 


al sequence 575863 577354 
Burkholderiales; 


ref |NR_028969.1 


ref|NR_027531.1 


ref|NR_025683.1 


ref |NR_025199.1 


ref|NR_025523.1 
1735130 173662 
Actino: 


ref|NR_025521.1 
e 1738160 173968 
cetales; 


ref |NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_025187.1 


ref |NR_025181.1 


ref|NR_025140.1 
90 2272278 Pseudo 
seudoalteromonad 
ref|NR_025128.1 
esoplasma. 
ref|NR_025113.1 
ence 230551 
cetales; Coryneb 


ref|NR_025071.1 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_024842.1 


ref 


Comamonadaceae; 


61 1201579 Aminob 
Synergistaceae; 


Vibrio ponticus strain 
Proteobacteria; 


Acidovorax 

Acidovorax 
Acidovorax. 
Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


ref|NR_028891.1] Planctomyces 

694091 695537 Planctomyces 
Planctomycetales; Planctomycetaceae; 
ref|NR_028862.1| Allisonella 

734793 736329 Allisonella 
Veillonellaceae; Allisonella. 
ref|NR_028813.1| Mycoplasma canis 


3 Mycoplasma canis Bacteria; 


Aminobacterium 
acterium colombiense DSM 


Aminobacterium. 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 
Mesoplasma. 


Nocardia 
6 Nocardia 


Corynebacterineae; 


Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


Actinomycineae; 


Planctomyces maris 


maris Bacteria; 


es. 
Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


Pseudoalteromonas 
alteromonas ruthenica 
aceae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 


Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Streptococcus 
8 Streptococcus 
Streptococcus. 


NR_024795.1 


Plesiocystis pacifica 


2729867 2731350 Plesiocystis pacifica Bacteria; 
Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 


457424 Bacteria_16S 
strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


457424 Bacteria_16S 
strain GraMall 16 
Proteobacteria; D 
457424 Bacteria_16S 
mastitidis strain 


S ribosomal RNA, 


2834897 2834933 62 


1 16S ribosomal RNA, partial sequence 


3052887 3052915 70 


3206958 3206994 62 


S-8 16S ribosomal RNA, partial sequen 


98 gi|219856901|ref|NR_024722.1| Nocardia vinacea 
2833466 2834941 Nocardia vinacea Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 
98 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 


complete sequence 3051418 30529 
eltaproteobacteria; Desulfuromonadales 


v 


219846784 
ce 32055 


98 gi 


Pelobact 


eraceae; 
ref |NR_026376.1 
25 3207001 Coryn 


e 


42 Malonomonas rubra Bacteria; 
Malonomonas. 


Corynebacterium 
bacterium mastitidis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

457424 Bacteria_16S 3355581 3355617 62 98 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

457424 Bacteria_16S 3581230 3581261 70 101 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 

457424 Bacteria_16S 3602902 3602938 62 98 gi| 219846505 |ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

457424 Bacteria_16S 3756394 3756422 64 92 gi|219846395|ref|NR_025986.1| Mycoplasma bovirhinis 


strain PG43 16S r 
Tenericutes; Moll 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3754983 37564 


34 Mycoplasma bovirhinis Bacteria; 


457424 Bacteria_16S 3812250 3812274 68 92 gi|219846355|ref|NR_025946.1| Carnobacterium 
funditum strain pf3 16S ribosomal RNA, partial sequence 3810756 3812276 Carnobacterium funditum 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

457424 Bacteria_16S 4122998 4123022 70 94 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

457424 Bacteria_16S 4164563 4164607 67 110 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
strain BARC 857 16S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

457424 Bacteria_16S 4181397 4181441 67 110 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 
strain CHPA-2 16S ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

457424 Bacteria_16S 1442 1473 67 98 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence L 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

457424 Bacteria_16S 2983 3014 67 98 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

457424 Bacteria_16S 49820 49851 67 98 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
457424 Bacteria_16S 66605 66636 67 98 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

457424 Bacteria_16S 72624 72655 67 98 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

457424 Bacteria_16S 74187 74218 67 98 gi|265679015|ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

457424 Bacteria_16S 116669 116700 67 98 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

457424 Bacteria_16S 163756 163791 63 98 gi| 265678954 |ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

457424 Bacteria_16S 243580 243611 67 98 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 


novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


457424 Bacteria_ 


strain OXB 16S ri 
B 


Proteobacteria; 
457424 Bacteria_ 
strain MSB-8 16S 


16S 267642 267669 65 92 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
16S 305532 305559 71 98 gi 


ribosomal RNA, complete sequence 


gi 


265678882 


266185 26767 
alobactera 


265678857 


304028 30558 


ref 


ref 


ceae 


NR_029188.1 


’ 


NR_029163.1 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 
Oxalobacte 


Ks 
Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

457424 Bacteria_16S 328390 328425 63 98 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
strain WPH 179 16S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

457424 Bacteria_16S 334665 334696 67 98 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

457424 Bacteria_16S 369081 369112 67 98 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

457424 Bacteria_16S 404241 404272 67 98 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

457424 Bacteria_16S 410396 410427 67 98 gi| 265678782 |ref|NR_029087.1| Streptomyces 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

457424 Bacteria_16S 436797 436828 67 98 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

457424 Bacteria_16S 438377 438408 67 98 gi|265678763|ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

457424 Bacteria_16S 479528 479559 67 98 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

457424 Bacteria_16S 481075 481106 67 98 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

457424 Bacteria_16S 516320 516351 70 101 gi|265678708|ref|NR_029013.1| Reinekea 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 514864 516365 Reinekea 
marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 

457424 Bacteria_16S 524058 524089 67 98 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

457424 Bacteria_16S 545360 545391 67 98 gi|265678689|ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

457424 Bacteria_16S 554567 554598 67 98 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

457424 Bacteria_16S 569843 569874 67 98 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
457424 Bacteria_16S 580232 580263 67 98 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

457424 Bacteria_16S 581783 581814 67 98 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

457424 Bacteria_16S 599701 599732 67 98 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
457424 Bacteria_16S 601231 601262 67 98 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 


Streptomyces. 


457424 Bacteria_16S 
appendicis strain 
appendicis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 

457424 Bacteria_16S 618259 618290 67 
holsaticum strain 


608902 608933 67 98 gi 


98 gi 


IMMIB R-3491 16S ribosomal RNA, parti 


1406 16S ribosomal RNA, partial seque 


nce 


61679 


5 618320 Mycob 


a 


265678646 |ref|NR_028951.1| Corynebacterium 
al sequence 607486 608955 Corynebacterium 
Actinomycetales; Corynebacterineae; 
265678640|ref|NR_028945.1| Mycobacterium 


cterium holsaticum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

457424 Bacteria_16S 625664 625695 67 98 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
457424 Bacteria_16S 657554 657585 67 98 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

457424 Bacteria_16S 669668 669699 67 98 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

457424 Bacteria_16S 713250 713281 67 98 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
457424 Bacteria_16S 714811 714842 67 98 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

457424 Bacteria_16S 775059 775090 67 98 gi|265678530|ref|NR_028834.1| Prauserella alba 
strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
457424 Bacteria_16S 776671 776694 66 89 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

457424 Bacteria_16S 778183 778214 67 98 gi| 265678528 |ref|NR_028832.1| Gordonia 
paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

457424 Bacteria_16S 790427 790458 67 98 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 


strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
457424 Bacteria_16S 811923 811954 67 98 gi 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 
montefiorense Bacteria; Actinobacteria; Actinobacterida 
Mycobacteriaceae; Mycobacterium. 

457424 Bacteria_16S 839361 839392 67 98 
strain AC 615 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
457424 Bacteria_16S 883082 883113 67 98 gi 
koreensis strain LM042 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Catellatospora. 
457424 Bacteria_16S 913781 913812 67 98 gi 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, p 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteri 
Actinosynnemataceae; Lechevalieria. 

457424 Bacteria_16S 918492 918523 67 98 
strain IEGM 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 920054 920085 67 98 
strain 213E 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 984679 984706 71 98 


gi 


gi 


Cory 
gi 


Cory 
gi 


subsp. socranskii strain D56BRIII6 16S ribosomal RNA, p 
socranskii subsp. socranskii Bacteria; Spirochaetes; Sp 
457424 Bacteria_16S 1024593 1024616 66 89 gi 


strain NS51 16S ribosomal RNA, complete sequence 
Firmicutes; Lactobacillales; Streptococcaceae; Streptoc 
457424 Bacteria_16S 1032081 1032112 67 98 gi 
auratinigra strain TT1-11 16S ribosomal RNA, partial se 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Micromonospora. 


789013 79048 


837961 83941 


917039 91855 


918602 92011 


1023111 10246 


nebacterin 
265678505 
rtial sequ 


265678487 


ptosporang 
265678456 
nce 88163 
ales; Micr 


265678436 
artial seq 
dae; Actin 


265678433 


nebacterin 
265678432 


nebacterin 
265678388 
artial seq 
irochaetal 
265678362 


occus. 
265678357 
quence 
Actinomyc 


457424 Bacteria_16S 1039771 1039802 67 98 gi 


e; Actinomycet 


Gordoniacea 
NR_028808.1 
810468 
Coryne 


eae; 
ref 
ence 
ales; 
ref |NR_028790.1 
ineae; Streptosp 
ref|NR_028758.1 


0 883139 Catell 
omonosporineae; 


ref 
uenc 
omyc 


NR_028738.1 
e 912332 
etales; Pseu 
ref|NR_028735.1 


Gordoniacea 
NR_028734.1 


eae; 
ref 


Gordoniacea 
NR_028690.1 
e 983192 
es; Spirochaetac 
ref |NR_028664.1 
30 Streptococcus 


eae; 
ref 
uenc 


ref|NR_028659.1 
1030633 103211 
etales; Micromon 


265678352 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


orangiaceae; Nonomuraea. 
Catellatospora 
atospora koreensis 
Micromonosporaceae; 


Lechevalieria 
913840 Lechevalieria 


donocardineae; 


Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Treponema socranskii 
984718 Treponema 
eae; Treponema. 

Streptococcus mitis 
mitis Bacteria; 


Micromonospora 
4 Micromonospora 
osporineae; 


ref|NR_028654.1 


Nocardia arthritidis 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 1039831 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


457424 Bacteria_16S 1041280 1041311 67 


98 


gi| 265678351 


ref|NR_028653.1| Nocardia pneumoniae 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 1041334 Nocardia pneumoniae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


457424 Bacteria_16S 1042818 1042849 67 


98 


nebacterineae; 
gi| 265678350 


Nocardiaceae; Nocardia. 


ref|NR_028652.1| Nocardia araoensis 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 1042883 Nocardia araoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


457424 Bacteria_16S 
strain YZ-96 16S 


1045934 1045965 67 


457424 Bacteria_16S 
strain LK2-10 16S 


1049001 1049032 67 


Micromonospora. 
457424 Bacteria_16S 1106120 1106155 63 
acidifaciens strain A40 
Bacteria; Bacteroidetes; 
457424 Bacteria_16S 
sanguinis strain 
Bacteria; Actinobacteria; 
Brevibacterium. 
457424 Bacteria_16S 1148550 1148581 67 
strain IMMIB R-1434 16S 


Bacteroidia; 
1133412 1133447 63 


457424 Bacteria_16S 
multipartita DSM 


1162168 1162199 67 


Nakamurella. 
457424 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; Mycobacterium. 

457424 Bacteria_16S 1308504 1308535 67 
thermoviolaceus subsp. 


1236292 1236323 67 


98 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


98 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


98 


98 


98 


98 


98 


98 


nebacterineae; 
gi| 265678348 


Nocardiaceae; Nocardia. 


ref|NR_028650.1| Nocardia shimofusensis 


1044481 1045988 Nocardia shimofusensis Bacteria; 


Cory 


gi 
10 


Micr 


gi 


gi 


CF63 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


gi 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


44233 16S ribosomal RNA, partial sequence 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actin 


gi 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


thermoviolaceus strain DSM 40443 


Ba 


265678346 


265678305 


253680768 


253680758 
11471 


228721225 
11607 


219878254 


228721493 
16S ribos 


nebacterineae; 


cteroidaceae; 


nebacterineae; 


artial sequence 


Nocardiaceae; Nocardia. 


ref|NR_028648.1| Micromonospora eburnea 


47573 1049049 Micromonospora eburnea Bacteria; 
omonosporineae; 


Micromonosporaceae; 


ref|NR_028607.1| Bacteroides 


16S ribosomal RNA, partial sequence 1104672 1106166 Bacteroides acidifaciens 
Bacteroidales; 


Bacteroides. 
NR_028016.1 


ref Brevibacterium 


1131955 1133449 Brevibacterium sanguinis 
Micrococcineae; 


Brevibacteriaceae; 


ref|NR_028006.1| Nocardia ignorata 

15 1148603 Nocardia ignorata Bacteria; 
Nocardiaceae; Nocardia. 
ref|NR_027604.1] Nakamurella 

39 1162206 Nakamurella multipartita DSM 


omycetales; Frankineae; Nakamurellaceae; 


ref |NR_025393.1| Mycobacterium 


1234868 1236341 Mycobacterium 


ref 
omal 


NR_027616.1| Streptomyces 


RNA, partial sequence 1307063 


1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 


Actinobacteridae; Actinomycetales; 


457424 Bacteria_16S 1351430 1351461 67 


Streptomycineae; 


98 


DSM 43247 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


457424 Bacteria_16S 
glauca strain K62 


1417536 1417567 67 


Saccharomonospora. 


457424 Bacteria_16S 1426753 1426784 67 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequenc 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
457424 Bacteria_16S 1428318 1428349 67 
coelescens strain 


98 


98 


98 


gi 
13 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


AS 4.1594 16S ribosomal RNA, partial 


coelescens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
457424 Bacteria_16S 1440679 1440710 67 
strain LM 036 16S 


457424 Bacteria_16S 1452805 1452836 67 


endolithica strain AA459 16S ribosomal RNA, partial sequence 


98 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


98 


gi 
14 


gi 


Streptomycetaceae; 


228720546 
49993 13514 
Cory 
224581447 
14160 
Pseu 


224581441 


224581440 
sequence 
Actinomyce 


224581428 
39230 14407 


224581419 


Actinomycetales; 


Streptomyces. 

ref|NR_027594.1| Gordonia bronchialis 
64 Gordonia bronchialis DSM 43247 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_027229.1| Saccharomonospora 

93 1417582 Saccharomonospora glauca 
donocardineae; Pseudonocardiaceae; 


ref|NR_027223.1| Streptomyces 
e 1425302 1426811 Streptomyces 
Streptomycineae; 


ref|NR_027222.1| Streptomyces 
1426862 1428376 Streptomyces 
tales; Streptomycineae; 


ref|NR_027210.1| Lentzea violacea 

37 Lentzea violacea Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref|NR_027200.1| Micromonospora 
1451367 1452843 Micromonospora 


endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

457424 Bacteria_16S 1475355 1475386 67 98 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

457424 Bacteria_16S 1489187 1489218 67 98 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

457424 Bacteria_16S 1556993 1557024 67 98 gi|219846194|ref|NR_025784.1| Kitasatospora 


paranensis strain 


HKI 0190 16S ribosomal RNA, partial sequence 


paranensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
457424 Bacteria_16S 1558487 1558518 67 


98 


gi 


Actinomycetales; 


1555586 1557031 Kitasatospora 
Streptomycineae; 


219846193 


terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


ref|NR_025783.1| Kitasatospora 
1557082 1558525 Kitasatospora 
Streptomycineae; 


457424 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


strain DSM 40258 


Streptomycineae; 


457424 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae 
457424 Bacteria_16S 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
457424 Bacteria_16S 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 


Streptomycetaceae; 
457424 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 


Streptomycineae; 


457424 Bacteria_16S 1640422 1640453 67 98 gi|219878450|ref|NR_025589.1 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
457424 Bacteria_16S 1663409 1663440 67 98 gi|219878433|ref|NR_025572.1 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 166345 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Kibdelosporangium. 

457424 Bacteria_16S 1664949 1664980 67 98 gi|219878432|ref|NR_025571.1 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 


Kibdelosporangium aridum subsp. 


Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 

457424 Bacteria_16S 1666472 1666503 67 98 gi|219878431|ref|NR_025570.1 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdel 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Kibdelosporangium. 

457424 Bacteria_16S 1669550 1669581 67 98 gi| 219878429 |ref|NR_025568.1 
strain R2014 16S ribosomal RNA, partial sequence 1668114 16695 

Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
457424 Bacteria_16S 1674042 1674073 67 98 gi|219878426|ref|NR_025565.1 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 167407 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseud 
Pseudonocardiaceae; Amycolatopsis. 

457424 Bacteria_16S 1677062 1677093 67 98 gi|219878424|ref|NR_025563.1 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial seque 


1574961 1574992 67 98 gi 


1576487 1576518 67 98 gi 


1590281 1590312 67 98 gi 
Stre 
1593377 1593408 67 98 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1594923 1594954 67 98 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

1596470 1596501 67 98 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1598018 1598049 67 


rt 


v 
2 

ei 

; 


, 


98 gi 
Stre 
1599566 1599597 67 98 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1601114 1601145 67 


pt 


p 
te 


’ 


98 gi 
Stre 
1602662 1602693 67 98 gi 
oticus strain DSM 43156 16S ribosomal 


pt 
RN. 


Streptomycetaceae; Streptomyces. 


do 


do 


pt 


id 


ae; 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
457424 Bacteria_16S 


nocardin 
219856867 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
457424 Bacteria_16S 


nocardin 
219878485 
16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 
subsp. paromomyci 
rimosus subsp. pa 


omycinea 
219878483 
partial 

tinobact 


219878482 
ial sequ 
Acti 


19878481 
sequence 
Actinomy 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 


omycinea 
219878479 
artial s 
ridae; Actin 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 


omycinea 
219878477 
A, parti 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


ref |NR_024687.1 


Actinosynne 
NR_024686.1 


eae; 
ref 


eae; Actinosynne 
ref|NR_025624.1 
40 Streptomyces 
e; Streptomyceta 
ref|NR_025622.1 
sequence 159193 
eridae; Actinomy 


ref 
ence 
nomy 


NR_025621.1 
159348 
cetales; Str 


ref|NR_025620.1 
1595032 159652 
cetales; Strepto 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
equence 159812 
omycetales; 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


v 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 

Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Kibdelosporangium 

6 Kibdelosporangium 

nocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


457424 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


457424 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


Pseudonocardineae; Pseudonocardiaceae; 
1678579 1678610 67 98 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1680101 1680132 67 98 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 


al 


457424 Bacteria_16S 


strain KMM 241 16 


1701612 1701643 70 101 
S ribosomal RNA, partial sequence 


gi 


es; 


Amycolato 
219878423 
equence 
Actinomyc 


219878422 


16786 


Pseu 


219878407 
1700153 1701651 Glaciecola mesophila Bacteria; 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


ref|NR_025546.1 


Glaciecola mesophila 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


457424 Bacteria_16S 


atypicum strain R2070 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 
457424 Bacteria_16S 
rhodesiae strain 


Mycobacteriaceae; 
457424 Bacteria_16S 
strain DSM 44222 


457424 Bacteria_16S 


moriokaense strain DSM 44221 16S ribosomal RNA, partial sequence 
moriokaense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
457424 Bacteria_16S 
strain DSM 44494 


457424 Bacteria_16S 


thomasii Bacteria; 
Anaerobiospirillum. 
457424 Bacteria_16S 
metallicus strain 


Nocardiopsis. 
457424 Bacteria_16S 


1710755 1710786 67 98 


1727428 1727459 67 98 


DSM 44223 16S ribosomal RNA, partial sequence 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


1728966 1728997 67 98 


1732016 1732047 67 98 


1741192 1741223 67 98 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
101 

thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


1742726 1742757 70 


1744280 1744311 67 98 


R2A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1759569 1759600 67 98 


strain SPR2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


457424 Bacteria_16S 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


457424 Bacteria_16S 


longisporus strain ISP 5166 16S ribosomal RNA, partial 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
457424 Bacteria_16S 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; 


Blastococcus. 
457424 Bacteria_16S 


1772945 1772976 67 98 


1775941 1775972 67 98 


1789472 1789503 67 


98 


1810948 1810979 67 98 


strain Kb2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


457424 Bacteria_16S 
aridum strain DSM 


Kibdelosporangium. 
457424 Bacteria_16S 


strain M577-94 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 
457424 Bacteria_16S 


hippocoleae strain CCUG 44697 16S ribosomal RNA, partial 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 


Actinomycetaceae; 
457424 Bacteria_16S 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


1817087 1817118 67 98 


43828 16S ribosomal RNA, partial sequence 18156 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1844659 1844690 68 98 


Carnobacteriaceae; 
1849201 1849232 67 98 


1859663 1859694 67 98 


Corynebacteriaceae; Corynebacterium. 


457424 Bacteria_16S 


Alteromonas. 
457424 Bacteria_16S 


strain IMSNU 22004 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 
101 
16S ribosomal RNA, partial sequence 1868909 18703 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


457424 Bacteria_16S 
strain LMG 21857 


457424 Bacteria_16S 


1861198 1861229 70 
Proteobacteria; 


1867384 1867415 67 98 


1870358 1870389 70 


1887371 1887402 67 98 


101 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial 


stellipolaris Bacteria; Gammaproteobacteria; Alte 


gi|219878401 


219878390 


gi 


gi|219878389 


16S ribosomal RNA, partial sequence 1727522 1729013 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219878387 


gi|219878380 


gi|219878379 


219878378 
17428 


gi 


gi| 219878366 
1758120 17596 


gi|219878355 


219878353 
sequence 
Actinomyc 


gi 


gi|219878343 


Actinomyc 


gi|219878329 
1809512 18109 


gi|219878325 


Pseu 


gi| 219878306 
1843183 18446 
Isobaculum. 

gi| 219878303 
sequence 
Actinomyc 


219878295 
sequenc 
Actinomy 


gi 


219878294 
sequenc 


gi 


219878290 
18659 


gi 


gi|219878288 


gi|219878274 


inomycetales; 


Actinomycetales; 


Streptosporangineae; 


Aeromonadales; 


ref|NR_025540.1 


ref|NR_025529.1 


ref|NR_025528.1 


ref|NR_025526.1 


ref|NR_025519.1 
36 Nocardiopsis 


ref|NR_025518.1 
1741287 174278 


ref|NR_025517.1 


ref|NR_025505.1 


ref|NR_025494.1 
83 Streptomyces 


ref|NR_025492.1 
1774532 177597 
etales; 


ref |NR_025482.1 

1788037 178951 
etales; Frankine 
ref |NR_025468.1 
eae; Gordoniacea 
ref|NR_025464.1 
46 1817129 Kibdel 
donocardineae; P 


ref |NR_025445.1 


ref |NR_025442.1 
1847763 184924 
etales; Actinomy 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref|NR_025427.1 


aceae; Glaciecol 
ref|NR_025413.1 


halophila strain DSM 44411 16S ribosomal RNA, partial sequence 


halophila Bacteria; 
Pseudonocardiaceae; 


Corynebacterium 


1709312 1710793 Corynebacterium atypicum 
Corynebacterineae; Corynebacteriaceae; 


Mycobacterium 


1725987 1727471 Mycobacterium 
Corynebacterineae; 


Mycobacterium pulveris 
pulveris Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Mycobacterium 


1730570 1732062 Mycobacterium 
Corynebacterineae; 


Nocardiopsis halophila 


halophila Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Anaerobiospirillum 
0 Anaerobiospirillum 


Succinivibrionaceae; 


Nocardiopsis 


31 1744318 Nocardiopsis metallicus 
Streptosporangineae; 


Nocardiopsaceae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 
Gordoniaceae; 


Gordonia. 
Streptomyces arenae 


arenae Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 
9 Streptomyces 


Streptomycineae; 


Blastococcus 
9 Blastococcus 
ae; Geodermatophilaceae; 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 

Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 


1885917 188742 


Saccharomonospora 
1 Saccharomonospora 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Saccharomonospora. 


457424 Bacteria_ 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 


457424 Bacteria_ 
strain DSM 30118 
Proteobacteria; 

457424 Bacteria_ 


strain DSM 2665 1 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


457424 Bacteria_ 
smegmatis strain 


smegmatis Bacteri 
Mycobacteriaceae; 


457424 Bacteria_ 


simulans strain U 
Bacteria; Actinob 


Corynebacterium. 
457424 Bacteria_ 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


457424 Bacteria_ 


thermocoprophilus 


G 


16S 1925064 1925095 67 98 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

16S 1998476 1998507 70 101 gi 
16S ribosomal RNA, partial sequence 1997016 19 
ammaproteobacteria; Enterobacteriales; Entero 
16S 2015286 2015317 70 101 gi|219878186 
6S ribosomal RNA, partial sequence 2013915 20153 
yphomon 
16S 2034641 2034672 67 98 gi| 219878172 
ATCC 19420 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomy 
Mycobacterium. 

16S 2037713 2037744 67 98 gi 
CL553 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


219878245 
quence 


219878197 
985 


219878170 
nce 20362 
ales; C 


16S 2057872 2057903 67 98 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 2059411 2059442 67 98 gi 
strain B19 16S ribosomal RNA, partial 


219878153 
sequence 
Actinomyc 


219878152 
sequence 


Actinomyc 


bac 


ada 


cet 


ory 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


ref |NR_025336.1| Proteus vulgaris 

10 Proteus vulgaris Bacteria; 
teriaceae; Proteus. 

ref|NR_025325.1| Hyphomonas polymorpha 
24 Hyphomonas polymorpha Bacteria; 
ceae; Hyphomonas. 

ref|NR_025311.1 
2033216 203470 


ales; Corynebact 


Mycobacterium 
2 Mycobacterium 
erineae; 


ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


Corynebacterium 
bacterium simulans 
orynebacteriaceae; 


ref|NR_025292.1| Streptomyces 
2056438 2057920 Streptomyces 
etales; Streptomycineae; 


ref|NR_025291.1 


be Streptomyces 
2057971 205946 


9 Streptomyces 


thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

457424 Bacteria_16S 2098996 2099078 12 95 gi|219878123|ref|NR_025262.1| Nitratireductor 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 2097632 2099087 Nitratireductor 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Nitratireductor. 

457424 Bacteria_16S 2100580 2100611 67 98 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

457424 Bacteria_16S 2102122 2102153 70 101 gi|219878121|ref|NR_025260.1| Alteromonas marina 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 2102160 Alteromonas marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

457424 Bacteria_16S 2111275 2111306 67 98 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
457424 Bacteria_16S 2135485 2135516 67 98 gi| 219857645 |ref|NR_025234.1| Mycobacterium microti 
strain ATCC 19422 16S ribosomal RNA, partial sequence 2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 

457424 Bacteria_16S 2165677 2165708 67 98 gi|219857625|ref|NR_025214.1| Mycobacterium marinum 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium marinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
457424 Bacteria_16S 2174801 2174832 67 98 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

457424 Bacteria_16S 2247504 2247535 67 98 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

457424 Bacteria_16S 2249081 2249112 67 98 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

457424 Bacteria_16S 2261394 2261425 67 98 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

457424 Bacteria_16S 2310018 2310049 67 98 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
457424 Bacteria_16S 2328246 2328277 67 98 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
457424 Bacteria_16S 2334241 2334272 67 98 gi|219857507|ref|NR_025095.1| Nocardiopsis 


xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


Nocardiopsis. 


Streptosporangineae; 


457424 Bacteria_ 
NRRL B-24104 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


457424 Bacteria_ 


strain IMMIB D-15 


Nocardiaceae; 


strain DSM 43194 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
457424 Bacteria_16S 


strain DSM 44262 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
457424 Bacteria_16S 
strain CDC 2991-8 
G 
457424 Bacteria_16S 
nitrophenolicus s 
nitrophenolicus B 


Proteobacteria; 


Nocardioidaceae; 


457424 Bacteria_16S 
NRRL B-3381 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; Act 


erythreum strain 


erythreum Bacteri 


Nocardioidaceae; 


457424 Bacteria_16S 
taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 
457424 Bacteria_16S 
spinosa strain DS 


spinosa Bacteria; 


Pseudonocardiacea 
457424 Bacteria_16S 
TT 00-51 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


silvatica strain 


silvatica Bacteri 


Streptosporangiac 


457424 Bacteria_16S 


strain JCM 9920 1 


strain JCM 4662 1 


albofaciens Bacte 
Streptomycetaceae 


457424 Bacteria_16S 


16S 2343204 2343235 67 98 
ribosomal RNA, partial sequence 


gi 


16S 2384174 2384205 67 98 gi 


2410047 2410078 67 98 gi 


2422461 2422492 67 98 gi 


dococcus. 
2497738 2497769 67 98 
ribosomal RNA, partial sequence 


gi 
24 
2519042 2519073 67 


98 gi 


; Streptomyces. 


2553304 2553335 67 
3 16S ribosomal RNA, 


98 gi 


2554865 2554896 67 
L 415 16S ribosomal RNA, 


98 gi 


2611833 2611864 67 98 gi 
16S ribosomal RNA, partial sequence 26 


2613360 2613391 67 98 gi 
16S ribosomal RNA, partial sequence 26 


2637879 2637922 70 111 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2657622 2657653 67 98 gi 


Nocardioides. 


2659146 2659177 67 98 gi 


Aeromicrobium. 


2668008 2668039 67 98 gi 


2669523 2669554 67 98 gi 


e; Saccharopolyspora. 


2693598 2693629 67 98 gi 


eae; Planotetraspora. 


2774581 2774612 67 98 gi 


2776119 2776150 67 98 gi 


2777658 2777689 67 98 gi 
n JCM 4342 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


, 


2797053 2797084 67 98 gi 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
457424 Bacteria_16S 
salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 
457424 Bacteria_16S 
pyridinivorans st 
pyridinivorans Ba 
Rho 
457424 Bacteria_16S 
strain DNP505 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
457424 Bacteria_16S 
yeochonensis stra 
yeochonensis Bact 
Streptomycetaceae 
457424 Bacteria_16S 
albus strain JL 8 
Bacteria; Actinob 
Streptacidiphilus 
457424 Bacteria_16S 
carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 
457424 Bacteria_16S 


90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 


in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 


complete sequence 
acteria; Actinobacteridae; Actinomycet 


complete sequ 
acteria; Actinobacteridae; Actinomycet 


train NSP 41 16S ribosomal RNA, partia 
acteria; Actinobacteria; Actinobacteri 


43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


M 44228 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


6S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 


Stre 


6S ribosomal RNA, partial sequence 2774670 27761 
Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 
albofaciens strai 


Stre 


219857500 


2341772 23432 
nocardin 


do 
219857471 


ne 
219857454 
nce 24085 
ales; 


219857445 
equence 
ae 


’ 


219857385 
96307 24977 
ne 
219857365 
equence 


, 


219857342 
25518 
ales; 
219857341 
ence 25534 
ales; Stre 


219857258 
10373 26118 
donocardin 
219857257 
11942 26134 
donocardin 
219857233 
26364 
Enterobac 
219857219 
1 sequence 
dae; Actin 
219857218 
sequence 
inomycet 


219857212 
ence 26665 
ales; Pseu 


219857211 
uence 
inomycetal 


219857193 
quence 
inomycet 


219857135 


ptomycinea 
219857133 


ptomycinea 
219857132 
sequence 
Actinomyc 


219857119 


23827 


bacterin 


Stre 


Actino: 


bacterin 


Actinomy 


Stre 


ref|NR_025088.1 
eae; Pseudonoca 
ref|NR_025059.1 
52 2384208 Nocar 
eae; Nocardiace 
ref|NR_025042.1 
77 2410105 Strep 
ptosporangineae 


ref|NR_025033.1 

2421026 242250 
mycetales; Cory 
ref |NR_024973.1 
eae; Nocardiacea 
ref |NR_024953.1 


2517611 251909 
cetales; Strepto 


ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 
ref |NR_024889.1 
eae; Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref|NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref |NR_024847.1 

2656189 265766 
omycetales; Prop 


ref|NR_024846.1 
2657714 265918 
ales; Propioniba 


’ 


ref |NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref|NR_024839.1 
2668117 266958 
es; Pseudonocard 


ref|NR_024821.1 
2692168 269363 
ales; Streptospo 


, 


ref|NR_024763.1 
19 Streptomyces 
e; Streptomyceta 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomyceta 
ref|NR_024760.1 

2776208 277769 
etales; Strepto 


ref|NR_024747.1 


d 
a 


t 
; 


n 


Crossiella equi strain 


43 Crossiella equi Bacteria; 
xr 


diaceae; Crossiella. 
Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Rhodococcus 
2 Rhodococcus 


ebacterineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


e; Rhodococcus. 
Streptomyces 

9 Streptomyces 

mycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 


eptomycetaceae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Nocardioides 

3 Nocardioides 
ionibacterineae; 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Saccharopolyspora 
1 Saccharopolyspora 
ineae; 


Planotetraspora 
9 Planotetraspora 


rangineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Actinoplanes 


rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


e; Actinoplanes. 


457424 Bacteria_16S 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 

Cryptosporangium minutisporangium Bacteria; Actinobacteria; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
457424 Bacteria_16S 


2798573 2798604 67 98 gi 


2800095 2800126 67 98 gi 


219857118 


219857117 


ref|NR_024746.1 


279714 


ref|NR_024745.1 


Cryptosporangium 
5 2798614 


Actinobacteridae; Actinomycetales; 


Actinoplanes lobatus 


strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
a_16S 


457424 Bact 


457424 Bact 


457424 Bact 


457424 Bacteria_16S 
cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 
457424 Bacteria_16S 
IFO 16102 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
457424 Bacteria_16S 
aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 
457424 Bacteria_16S 
ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 
457424 Bacteria_16S 
brevicatena strai 
brevicatena Bacte 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; 
; Streptomyces. 
2833376 2833407 67 98 gi|219856902|ref|NR_024723.1 
16S ribosomal RNA, partial sequence 2831928 2833415 Strept 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
2938966 2938997 67 98 gi|219856831|ref|NR_024650.1 
in IFO 14455 16S ribosomal RNA, partial sequence 2937540 293900 
a 


Sporichthya. 


457424 Bacteria_16S 
strain IFO 16068 


457424 Bacteria_16S 2981485 2981516 67 98 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 


eri 


eria_ 
strain IFO 14915 


16S 


2801618 2801649 67 98 gi 
gi 


2804660 2804691 67 98 gi 


2806183 2806214 67 98 gi 
in IFO 14935 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 
gi|2 
in IFO 14913 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 
gi|2 
in IFO 12511 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
e; Actinoplanes. 
2827255 2827286 67 98 


gi 


Franki 


2831838 2831869 67 98 gi 


eria; Actinobacteria; Actinobacteridae 
e; Actinoalloteichus. 

2940487 2940518 67 98 gi 
osomal RNA, partial sequence 


2942006 2942037 67 98 gi 
n YU438-5 16S ribosomal RNA, partial seq 


e; Virgisporangium. 

2943522 2943553 67 98 gi 
YU655-43 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 
e; Virgisporangium. 

2945038 2945069 67 98 gi 
n YU 720-21 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; A 


2955609 2955640 67 98 gi 


2967731 2967762 70 101 gi 
ammaproteobacteria; Enterobacteriales; E 
2978418 2978449 67 98 gi 
n A1201 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; A 


; Streptomyces. 


rain A1484 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacteridae 
; Streptomyces. 


omonosporineae; 
219857116 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
16S 2803139 2803170 67 98 
16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
eria_ 
strain IFO 12512 


omonosporineae; 
219857115 


omonosporineae; 
219857114 
16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
457424 Bacteria_16S 
derwentensis stra 
derwentensis Bact 
Micromonosporacea 
457424 Bacteria_16S 2807704 2807735 67 98 
consettensis stra 
consettensis Bact 
Micromonosporacea 
457424 Bacteria_16S 2809226 2809257 67 98 
campanulatus stra 
campanulatus Bact 
Micromonosporacea 
457424 Bacteria_16S 
strain IFO 12702 


omonosporineae; 
219857113 


19857112 


19857111 


219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 
kasugaensis strai 
kasugaensis Bacte 
Streptomycetaceae 
457424 Bacteria_16S 
strain IMC S-0802 


219856903 
n M338-M1 16S ribosomal RNA, partial sequence 


219856830 
2939058 29405 


219856829 


ria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micromon 
219856828 |ref|NR_024647.1 
ence 2942098 294356 


219856827 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
457424 Bacteria_16S 
strain LMG 2542 1 
Proteobacteria; 
457424 Bacteria_16S 
macrosporus strai 
mMacrosporus Bacte 
Streptomycetaceae 
457424 Bacteria_16S 2979949 2979980 67 98 gi 
thermolineatus st 
thermolineatus Ba 
Streptomycetaceae 


219846946 
6S ribosomal RNA, partial sequence 2966273 29677 


219846938 


219846937 


Micromonos 
ref |NR_024744.1 
Micromonos 
ref |NR_024743.1 
Micromonos 
ref |NR_024742.1 
Micromonos 
ref|NR_024741.1 
sequence 2804752 280622 
Actinomycetales; Micromo 


ref|NR_024740.1 
sequence 2806275 280774 
Actinomycetales; Micromo 


ref |NR_024739.1 
sequence 2807796 280926 
Actinomycetales; Micromo 
ref|NR_024727.1 
Sporichthyaceae; S 
ref|NR_024724.1 

2830390 283187 


neae; 


Actinomycetales; Pseudon 


ref |NR_024649.1 
nocardineae; Actinosynne 
ref|NR_024648.1 


uence 2940579 294204 


inomycetales; Micromonos 


ref|NR_024646.1 
equence 2943614 294507 
ctinomycetales; Frankine 
ref |NR_024639.1 


Gordoniacea 
NR_026538.1 


bacterineae; 
ref 


nterobacteriaceae; Dicke 
ref|NR_026530.1 
nce 2976976 297845 
ctinomycetales; Streptom 


ref|NR_026529.1 
quence 2978510 297999 
; Actinomycetales; Strep 


gi 


219846936 


poraceae; Actinoplanes. 
Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 

omyces albulus Bacteria; 

ceae; Streptomyces. 
Actinoalloteichus 

7 Actinoalloteichus 

ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 


mataceae; Lentzea. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Sporichthya 
9 Sporichthya 


ae; Sporichthyaceae; 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 


e; Gordonia. 
Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 
Streptomyces 
9 Streptomyces 
ycineae; 


Streptomyces 
0 Streptomyces 
tomycineae; 


ref |NR_026528.1 
2980041 298152 


Streptomyces 
6 Streptomyces 


thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
457424 Bacteria_16S 


strain 10.268-1 1 


wratislaviensis s 


wratislaviensis B 
Rho 
457424 Bacteria_16S 


Nocardiaceae; 
strain IFO 15059 
multiseptatus str 


multiseptatus Bac 
Geodermatophilace 


457424 Bacteria_16S 
HKI 0125 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


hortensis strain 
hortensis Bacteri 
Intrasporangiacea 


457424 Bacteria_16S 
train 0554 16S ribosomal RNA, partial 
Gammaproteoba 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


457424 Bacteria_16S 
n H 18 16S ribosomal RNA, 
acteria; Gammaproteobacteria; Aeromona 
457424 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


457424 Bacteria_16S 


strain ATCC 25470 


Actinobacteria; Actinoba 
457424 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


457424 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


457424 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


457424 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


457424 Bacteria_16S 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


457424 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


457424 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


457424 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 


Streptomycetaceae; 
457424 Bacteria_16S 


strain DSM 44140 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


Streptomyces. 
2986064 2986095 67 


2987588 2987619 67 


dococcus. 
2989115 2989146 67 


3011833 3011864 67 


Modestobacter. 
3046795 3046830 63 


ae; 


Ornithinicoccus. 
3057510 3057541 70 


e; 


acteria; Proteobacteria; 


3096561 3096592 70 
3104014 3104045 67 
in HR1- 
Verrucosispora. 


3105540 3105571 67 
16S ribosomal 


e; 


3149077 3149108 67 
51 16S 
acteria 


, 


3167420 3167443 70 
n DSM 2 
ria; Deinococcus-Thermus; 
3170452 3170475 70 
ain DSM 
teria; 
3176546 3176577 67 


2 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


RNA, partial sequence 
cteridae; Actinomycetales; 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycet 


0551 16S ribosomal RNA, partial 


20540 16S ribosomal RNA, parti 
Deinococcus-Thermus; 


98 gi 


98 gi 


98 gi 


98 gi 


e; 


98 gi 


101 gi 
se 


ct 


101 gi 
partial sequen 
98 gi 
qu 


’ 


98 gi 


Stre 
gi 


pt 
98 
al 
93 gi 
s 
Deinococci; De 
93 gi 
al 
Deinococci; 
98 gi 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
457424 Bacteria_16S 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 


ne 


ar 
da 


219846931 
16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
457424 Bacteria_16S 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 


ne 


219846891 


qu 


219846884 


219846858 


da 
219846853 


219846852 


219846823 


219846810 


219846808 


219846804 


e; Dactylosporangium. 


n DMMZ 2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3208481 3208512 67 98 gi 
ain CCUG 36622 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3214460 3214491 67 98 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 

3215982 3216013 67 98 gi 
23 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


s 


ia 
e; 


ti 
da 


al 


3237262 3237293 67 98 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3322111 3322142 67 


et 
e; 
v 
98 gi 
ne 
3325164 3325195 67 98 gi 
SM 43823 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


qu 
ti 


’ 


457424 Bacteria_16S 


Actinomyc 


219846783 


219846778 


219846777 


219846763 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
457424 Bacteria_16S 219846702 


ence 


e; 


uence 


ence 


quence 


ce 30950 
les; Suc 


ence 


31040 
omycinea 


31476 


es; Cory 


equence 
inococca 


sequenc 
Deinococ 


equence 


1 sequen 


al seque 
e; Actin 


32145 


es; Cory 


bacterin 
219846932 
tial seq 
Actin 


bacterin 
219846916 
eq 


inomycet 


eria; Ae 


Actinomy 


ref 


eae; 
ref 


ref 


eae; 
ref 


Actinomycet 


ref 


ref 


ref 


ref 


Ww 


ref 


e; S 
ref 


neba 


ref 


Ww 


les; 
ref 


cale 
ref 

3 
etal 


ref 


ref 
nce 
omyc 


ref 


neba 


e sequen 
Actinom 


bacterin 


nomyceta 


3329731 3329762 67 98 


gi 


219846699 


ref 
ycet 
ref 


eae; 
ref 


les; 


uenc 
omyc 


ales 


3056079 30575 
romo 


79 3096617 Rumin 
cini 


102586 31040 


ceta Micromo 


98 3105578 Strep 


165996 316746 


e 3169032 31704 


175122 31765 


ce 3207052 32085 
Actinomycet 


49 3216020 Coryn 


ce 3235806 32373 


3323723 33251 


NR_026525.1 


Nocardiace 
NR_026524.1 
e 29861 
etales; Cor 


NR_026523.1 


Gordoniace 
NR_026508.1 


3010413 301189 
Franki 


ales; 


NR_026483.1 


3045360 304685 
Micrococci 


v 


NR_026476.1 
4 
nadales; Su 
NR_026450.1 


vibrionacea 
NR_026445.1 
4 
les; 


NR_026444.1 


treptomycet 
NR_026415.1 


42 3149116 Coryne 
Cc 


cterineae; 
NR_026402.1 


Deinococcac 
NR_026400.1 
9 
s; Deinococc 
NR_026396.1 
8 
es; Coryneba 
NR_026375.1 
1 
ales; Coryne 
NR_026370.1 

321302 


etales; Cory 


NR_026369.1 
e 
cterineae; C 
NR_026355.1 
2 
it 


ales; Strep 


NR_026297.1 


Gordoniacea 
NR_026294.1 
9 


Micromonosp 


ref 


5 
y 


Cc 


fo) 
e: 


t 
a 


Streptomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
a 


e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 

nebacterineae; 


Skermania piniformis 


56 Skermania piniformis Bacteria; 
a 


e; Skermania. 

Modestobacter 
4 Modestobacter 
neae; 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Verrucosispora 

7 Verrucosispora 
nosporineae; 


v 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 
aceae; Deinococcus. 
Corynebacterium 

0 Corynebacterium 
cterineae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Streptomyces 
0 Streptomyces 


omycineae; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Dactylosporangium 
8 Dactylosporangium 
orineae; 


NR_026291.1 


Dactylosporangium 


fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 


457424 Bacteria_16S 


strain DSM 43040 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
457424 Bacteria_16S 
DSM 803 16S ribos 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


457424 Bacteria_16S 
inositola DSM 438 
Bacteria; Actinob 


Micromonospora. 


457424 Bacteria_16S 
aurantiaca DSM 43 
Bacteria; Actinob 


Micromonospora. 


457424 Bacteria_16S 


strain DSM 44015 


Bacteria; Actinob 
457424 Bacteria_16S 


strain DSM 2062 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
457424 Bacteria_16S 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 
457424 Bacteria_16S 


strain NRRL 2418 


Bacteria; Actinob 


Streptomyces. 


457424 Bacteria_16S 


strain DSM 43205 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
457424 Bacteria_16S 


strain DSM 4954 1 


marinonascens Bac 
Nocardiaceae; 


strain DSM 40089 
bikiniensis strai 


bikiniensis Bacte 
Streptomycetaceae 


457424 Bacteria_16S 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


457424 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


457424 Bacteria_16S 


strain DSM 20425 


strain 3015 16S r 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


Rho 
457424 Bacteria_16S 


3331260 3331291 67 98 gi 
16S ribosomal RNA, partial sequence 33 


3341818 3341849 67 
omal RNA, partial sequence 


98 gi 


3344865 3344896 67 98 gi 


3346392 3346423 67 98 gi 


3381582 3381613 67 
16S ribosomal RNA, 


98 gi 
complete sequence 


3395108 3395143 63 98 gi 
6S ribosomal RNA, partial sequence 33 


3448894 3448925 67 98 
DSM 40445 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 
3450462 3450493 67 
16S ribosomal RNA, 


gi 


la 
98 gi 
complete sequence 


3473355 3473386 67 98 gi 


3474890 3474921 67 
16S ribosomal RNA, 


98 gi 
complete sequence 
3476413 3476444 67 


98 gi 


3477939 3477970 67 98 gi 


dococcus. 


3485441 3485472 67 98 gi 


3487008 3487039 67 98 gi 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3491635 3491666 67 98 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3493168 3493199 67 98 gi 
ATCC 43826 16S ribosomal RNA, partial 


v 


, 


Mycobacterium. 


3503533 3503568 63 98 gi 


3625156 3625187 67 98 
ibosomal RNA, partial sequence 


gi 


3637449 3637480 67 98 gi 
16S ribosomal RNA, partial sequence 


457424 Bacteria_16S 


3638995 3639026 67 98 gi 


19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


813 16S ribosomal RNA, partial sequenc 


acteria; Actinobacteridae; Actinomycet 


acteria; Actinobacteridae; Actinomycet 


complete 


acteria; Actinobacteridae; Actinomycet 


ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Stre 


Bacteria; Actinobacteria; Actinobacter 


acteria; Actinobacteridae; Actinomycet 


219846698 
29815 33312 


219846690 


3340376 3341852 Micro 
omonospori 


219846688 
33434 
ales; 
219846687 
e 33449 
ales; 
219846662 
33801 
ales; 
219846649 
93663 33951 
oc 
219846611 
sequence 
Ac 


219846610 
34490 
ales; 


219846594 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
457424 Bacteria_16S 


nebacterin 
219846593 

34734 
nebacterin 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
457424 Bacteria_16S 
marinonascens str 


nebacterin 
219846591 
al sequenc 
e; 


219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 
n DSM 40581 16S ribosomal RNA, partial 


ptomycinea 

219846585 
sequence 

Actinomyc 


219846582 
sequence 
Actinomyce 


219846581 
sequence 


idae; Acti 


219846574 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
457424 Bacteria_16S 


ococcineae 
219846489 


3623734 36252 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
457424 Bacteria_16S 


nebacterin 

219846481 

36360 
Cory 


ales; 


219846480 


thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 


thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


’ 


omonospori 


Micr 


Micr 


Cory 


occineae 


tinomyce 


Stre 


Actinomycet 


ref|NR_026290.1 


; Micromonos 
NR_026282.1 


neae 

ref 
mono 
neae 


; Micromonos 


ref|NR_026280.1 
22 3344899 Micro 
omonosporineae; 


ref |NR_026279.1 
50 3346425 Micro: 
omonosporineae; 


ref |NR_026254.1 
49 3381618 Gordon 
nebacterineae; 
ref|NR_026241.1 
; Brevibacteriac 
ref |NR_026203.1 

3447437 344895 
tales; Streptomy 


ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 
ref|NR_026186.1 
eae; Nocardiacea 
ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref |NR_026184.1 


eae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 
ales; Coryne 


ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


ref|NR_026174.1 
3490176 349169 
tales; Streptomy 


ref|NR_026173.1 
3491744 349320 
nomycetales; Cor 


ref|NR_026166.1 


; Brevibacteriac 
ref |NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; M 


spora rosari 


G 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Micromonospora rosaria 

a Bacteria; 

poraceae; 


Micromonospora 


monospora inositola 


Micromonosporaceae; 


Micromonospora 


monospora aurantiaca 


Micromonosporaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Streptomyces 

2 Streptomyces 

cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 
ycineae; 


Streptomyces 
3 Streptomyces 
cineae; 


Mycobacterium 
9 Mycobacterium 


ynebacterineae; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


ref |NR_026072.1 
3637554 363905 
Str 


Streptomyces 
3 Streptomyces 
eptomycineae; 


457424 Bacteria_16S 


Streptomycetaceae; 
457424 Bacteria_16S 
bohemicum strain 


Mycobacteriaceae; 
457424 Bacteria_16S 
hassiacum strain 


Mycobacterium. 
457424 Bacteria_16S 
strain IFO 15474 


Herbidospora. 
457424 Bacteria_16S 
strain IFO 15965 


3849 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3640547 3640578 67 98 gi 


3665040 3665071 67 98 gi 


3722388 3722419 67 98 gi 


3902227 3902258 67 98 gi 


3903742 3903773 67 98 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


457424 Bacteria_16S 
strain ATCC 19812 


457424 Bacteria_16S 
strain ATCC 25495 


Streptomyces. 
457424 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
457424 Bacteria_16S 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
457424 Bacteria_16S 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 
457424 Bacteria_16S 


acidiscabies strain RL-110 16S ribosomal RNA, 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
457424 Bacteria_16S 
strain RL-34 16S 


457424 Bacteria_16S 
extorquens strain 


Methylobacterium. 
457424 Bacteria_16S 
strain CM2104 16S 


457424 Bacteria_16S 
cosmeticum strain 


Mycobacteriaceae; 
457424 Bacteria_16S 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
457424 Bacteria_16S 
strain W4937 16S 


457424 Bacteria_16S 


strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 41 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
219846132 
4126077 41275 


457424 Bacteria_16S 


strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


457424 Bacteria_16S 


Streptomycetaceae; 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


TK 0001 16S ribosomal RNA, 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
219846197 
LTA-388 16S ribosomal RNA, partial sequence 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219846137 
214 


3920255 3920286 67 98 gi 


complete sequence 


3921836 3921867 67 98 gi 


3923417 3923448 67 98 gi 


complete 


3924998 3925029 67 98 gi 


3926579 3926610 67 98 gi 


3928159 3928190 67 98 gi 


complete 


3929739 3929770 67 98 


complete sequence 


gi 


3939980 3940003 24 47 gi 


complete sequence 


4012552 4012587 63 98 gi 


4039889 4039920 67 98 gi 


4063931 4063962 67 98 gi 


4116766 4116797 67 98 gi 


4115405 41 
4121411 4121446 63 


98 gi 


4127523 4127554 67 98 gi 


4202491 4202522 67 98 gi 


219846479 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
219846462 
DSM 44277 16S ribosomal RNA, partial sequence 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 


inomycetales; 


219846420 
3720952 3722442 Mycobacterium hassiacum 
Corynebacterineae; Mycobacteriaceae; 


219846294 
16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
219846293 
16S ribosomal RNA, partial sequence 3902319 39037 


219846281 
3918787 3920316 Strept 
Streptomycineae; Streptomyceta 
219846280 
3920367 3921897 Strept 
Streptomycineae; 


219846279 ia 
sequence 3921948 392347 
Actinomycetales; 


219846278 
complete sequence 
Actinomycetales; 


219846277 
complete 


219846276 
sequence 
Actinomycetales; 


219846275 

3928271 3929800 Streptomyces 
Streptomycineae; Streptomyceta 
219846266 


Rhizobiales; 


219846215 
4011119 40125 


Actinomycetales; 


219846177 om 
complete sequence 4062487 406399 
Actinomycetales; 


219846140 
168 


219846074 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


ref|NR_026071.1 


363910 


ref |NR_026054.1 
3663577 366509 


ref|NR_026011.1 


ref |NR_025884.1 


ref|NR_025883.1 


Cryptosporangiacea 


ref |NR_025871.1 


ref|NR_025870.1 
Str 


ref|NR_025869.1 


ref|NR_025868.1 
392352 


Strept 


ref|NR_025867.1 
sequence 392511 


ref|NR_025866.1 
3926691 392822 


ref|NR_025865.1 


ref|NR_025856.1 
3938625 394003 
Methylobac 


ref|NR_025805.1 


ref |NR_025787.1 
4038441 403994 


ref|NR_025767.1 


ref|NR_025730.1 


ref 


NR_025727.1 


ref |NR_025722.1 


Actinomycetales; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Mycobacterium 


Herbidospora cretacea 


cretacea Bacteria; 
Streptosporangiaceae; 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Methylobacterium 
1 Methylobacterium 
teriaceae; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 
; Intrasporangiaceae; 


Janibacter. 
Mycobacterium 
7 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
2 Mycobacterium 


Corynebacterineae; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Brevibacterium celere 


73 Brevibacterium celere Bacteria; 


Brevibacterium. 
Streptomyces africanus 


64 Streptomyces africanus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 


ref|NR_025664.1 


Streptomyces 


4201082 4202529 Streptomyces 
Streptomycineae; 


457424 Bacteria_16S 4203989 4204020 67 98 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
457424 Bacteria_16S 4219234 4219265 67 98 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

457424 Bacteria_16S 4240373 4240396 24 47 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
457424 Bacteria_16S 4241832 4241855 24 47 gi| 219846041 |ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
457424 Bacteria_16S 36271 36293 72 94 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

457424 Bacteria_16S 48295 48317 70 92 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
457424 Bacteria_16S 111963 111989 72 98 gi|265678988|ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

457424 Bacteria_16S 151528 151550 76 98 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

457424 Bacteria_16S 249742 249764 70 92 gi|265678896|ref|NR_029204.1| Microvirgula 
aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 
aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 
Microvirgula. 

457424 Bacteria_16S 329882 329928 12 58 gi| 265678841 |ref|NR_029146.1| Sedimentibacter 
hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, partial sequence 328486 329942 Sedimentibacter 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae 
Sedis; Sedimentibacter. 

457424 Bacteria_16S 360125 360151 77 103 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
457424 Bacteria_16S 427507 427533 77 103 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

457424 Bacteria_16S 477963 477985 70 92 gi|265678733|ref|NR_029038.1| Paracoccus yeei strain 
G1212 16S ribosomal RNA, partial sequence 476563 478023 Paracoccus yeei Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

457424 Bacteria_16S 592295 592329 64 98 gi| 265678658 |ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
457424 Bacteria_16S 628818 628840 70 92 gi|265678633|ref|NR_028938.1| Morganella morganii 
strain M11 16S ribosomal RNA, partial sequence 627341 628842 Morganella morganii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morganella. 

457424 Bacteria_16S 710163 710185 70 92 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

457424 Bacteria_16S 792018 792040 70 92 gi|265678518|ref|NR_028821.1| Psychromonas arctica 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 792043 Psychromonas arctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

457424 Bacteria_16S 834871 834893 70 92 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 


subsp. pomaceae B 
Zymomonas. 


457424 Bacteria_16S 


subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 


457424 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


457424 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


acteria; Proteobacteria; Alphaproteoba 


836373 836395 70 92 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

863617 863643 66 92 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
952553 952591 60 98 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 


, 


gi 


457424 Bacteria_16S 


969442 969464 76 98 gi 


862181 86365 


951100 95259 


cteria; Sph 
265678489 
tial seque 
roteobacter 
265678470 


elotrichac 
265678411 


e 


mamonadace 
265678398 


a 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


; Kitasatospora. 


ref 
nce 


ref 


ref 


ref 


ing 


ia; 


ae; 


e; 


omonadales; Sphingomonadaceae; 
NR_028792.1| Zymomonas mobilis 
834947 836398 Zymomonas 
Sphingomonadales; 
NR_028773.1| Bulleidia extructa 
9 Bulleidia extructa Bacteria; 
Bulleidia. 
NR_028713.1| Curvibacter delicatus 
4 Curvibacter delicatus Bacteria; 
Curvibacter. 
NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 
Streptomycineae; 


457424 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


457424 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


457424 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


457424 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


457424 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


457424 Bacteria_16S 


strain LM 161 16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


457424 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


457424 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


457424 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


457424 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


457424 Bacteria_16S 


inopinata strain 


Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 
457424 Bacteria_16S 1715279 1715309 68 98 gi| 219878398 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteria 
Sphingobacterium. 

457424 Bacteria_16S 1761032 1761066 64 98 gi| 219878365 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Brachybacterium. 

457424 Bacteria_16S 1762553 1762587 64 98 gi| 219878364 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Brachybacterium. 

457424 Bacteria_16S 1929738 1929760 70 92 gi| 219878242 


strain 2674 16S r 
Proteobacteria; G 


457424 Bacteria_16S 


haemolyticum stra 
haemolyticum DSM 
Actinomycetaceae; 


457424 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; G 


457424 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


lagogenitalium st 
lagogenitalium Ba 


457424 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


981545 981567 70 92 gi 
ES-3 16S ribosomal RNA, partial sequen 
acteria; Epsilonproteobacteria; Campyl 
986223 986249 66 92 gi 
6S ribosomal RNA, 


1062608 1062638 68 98 gi 

758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1104596 1104618 70 92 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1260306 1260328 70 92 gi 

19172 16S ribosomal RNA, partial sequ 
einococcus-Thermus; Deinococci; Deinoc 
1300823 1300845 76 98 gi 
ribosomal RNA, complete sequence 


1346822 1346856 64 98 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1405495 1405517 70 92 

ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1455891 1455913 70 92 gi 
n MBIC1298 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
1460222 1460244 70 92 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1571957 1571979 70 92 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1632880 1632906 66 92 gi 
143-02 16S ribosomal RNA, partial sequ 


gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; M 
1981356 1981378 76 98 gi 
in CIP 103370 16S ribosomal RNA, parti 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

2171825 2171847 70 92 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2202114 2202136 70 92 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2203635 2203657 70 92 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2208159 2208181 70 92 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2211190 2211212 70 92 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


1103152 11046 


1299363 13008 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
457424 Bacteria_16S 
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2200688 22021 
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ce 98009 
obacterale 
265678387 
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sequence 
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219878208 
al sequenc 
bacteridae 


219857621 

21703 
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219857598 


219857597 

equence 

lasmatacea 
219857594 


219857592 


ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref|NR_028689.1 
5 Acholeplasma 
eplasma. 
ref|NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref|NR_028608.1 
21 Mogibacterium 
Incertae Sedis; 
ref |NR_026403.1 
78 1260346 Deinoc 
einococcaceae; D 
ref |NR_026371.1 


ineae; Nocardioi 
ref|NR_027599.1 
82 1346861 Brachy. 
Micrococcineae; 


ref |NR_024781.1 


; Haliangiaceae; 
ref |NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_027194.1 


teriaceae; Xenor 
ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref |NR_025537.1 
1713828 171532 
les; Sphingobact 


ref |NR_025504.1 
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es; Micrococcine 
ref|NR_025503.1 
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’ 


ref|NR_025381.1 
ae; Moritella. 
ref |NR_025347.1 
e 1979903 198138 
Actinomycetale 


, 


ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
ref|NR_025186.1 


ref|NR_025185.1 

2202199 220366 
e; Mycoplasma. 
ref|NR_025182.1 


ref 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 

Acholeplasma vituli 


vituli Bacteria; 


Chitinophaga 
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hitinophaga. 
Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Deinococcus 
occus radiopugnans ATCC 
einococcus. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Brachybacterium 

bacterium faecium DSM 
Dermabacteraceae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Oceanimonas 

5 Oceanimonas 

adaceae; Oceanimonas. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 


neae; Dermabacteraceae; 


Moritella profunda 


62 Moritella profunda Bacteria; 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
oO. 

Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


NR_025180.1 


Mycoplasma cricetuli 


2209746 2211224 Mycoplasma cricetuli Bacteria; 


457424 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


457424 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


457424 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


457424 Bacteria_16S 


strain MF63 16S r 
Proteobacteria; B 


457424 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


457424 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


457424 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


457424 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


457424 Bacteria_16S 


venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 


457424 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


457424 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


457424 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


457424 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


457424 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


457424 Bacteria_16S 


DSM 11303 16S rib 


Deinococcus-Thermus; 
457424 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


457424 Bacteria_16S 


strain DSM 3963 1 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


457424 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


457424 Bacteria_16S 


strain DSM 7083 1 
Actinobacteria; A 


457424 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


457424 Bacteria_16S 


2293451 2293473 70 92 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2446601 2446623 70 92 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2452705 2452727 70 92 gi 
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2500820 2500842 70 92 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
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si 
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n GA195 16S ribosomal RNA, partial seq 
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ue 
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Deinococci; Deinococcales; Deinoco 

3347927 3347949 76 98 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


cc 


ce 
al 


3349453 3349475 76 98 gi 
3 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3357144 3357178 64 98 gi 
ctinobacteridae; Actinomycetales; Micr 
3358708 3358742 64 98 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 


oc 


1 
e; 


219857536 


219857422 


219857418 
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2499368 25008 


219857379 


219857346 


219857284 


219857217 


219857136 
eq 


219856912 


219856843 


219856842 


219856832 


219846935 


219846824 
3146120 31475 


219846809 


219846807 
6S ribosomal RNA, partial sequence 3170548 31720 
Deinococcus-Thermus; 


457424 Bacteria_16S 219846686 
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219846679 
6S ribosomal RNA, partial sequence 3355696 33572 
occineae; 
219846678 


22920 
Helicob 


24451 
dales; A 


sequence 
nomyceta 


yclaceae 


25039 
iraceae; 


25458 
monadace 


quence 
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26592 


es; Prop 


uence 
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sequence 
pelotric 


sequence 
eria; Ps 


nce 
es; Euba 
uence 

Rhodosp 


nce 


eae; Chl 


aceae; D 
equence 
inococca 


aceae; D 
33464 
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33480 


es; Micr 


sequence 
Actinom 


3360270 3360304 64 98 gi 


219846677 


ref|NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025010.1 
48 2446624 Alishe 
1lteromonadaceae; 
ref|NR_025006.1 
2451243 245274 
ceae; Seinonella 
ref|NR_024970.1 
; Azoarcus. 
ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella 
ref|NR_024915.1 
2575008 257651 
holderiales; Alc 
ref |NR_024845.1 
38 2660707 Kribbe 
ionibacterineae; 


ref|NR_024764.1 
2771601 277308 
tales; Streptomy 


ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_024661.1 
2921059 292256 
cteriaceae; Euba 
ref|NR_024651.1 

2936039 293748 
irillales; Aceto 


ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026416.1 


eino 
ref 


coccus. 
NR_026401.1 
167516 316898 
Deinococcac 
NR_026399.1 


w 


les; 
ref 


einococcus. 
ref |NR_026278.1 
76 3347951 Microm 
omonosporineae; 


ref|NR_026277.1 
02 3349477 Microm 
omonosporineae; 
ref|NR_026271.1 
; Dermabacterace 
ref|NR_026270.1 
3357257 335877 
ycetales; Microc 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 


cobacter. 


wanella fetalis 
Alishewanella. 
Seinonella 

3 Seinonella 


Sporobacterium 
acterium olearium 


Taylorella 
2 Taylorella 


lla sandramycini 
Nocardioidaceae; 


Streptomyces 
3 Streptomyces 
cineae; 


Coprobacillus 
3 Coprobacillus 
trichaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Eubacterium 
6 Eubacterium 
cterium. 

Acidiphilium 
9 Acidiphilium 
bacteraceae; 


Chlamydophila 
5 Chlamydophila 


Deinococcus 
1 Deinococcus 
eae; Deinococcus. 


Micromonospora 


Micromonospora 
lonospora coerulea 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


ref|NR_026269.1 
3358821 336033 


Brachybacterium 
2 Brachybacterium 


Helicobacter aurati 
bacter aurati Bacteria; 


Alishewanella fetalis 


Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


aligenaceae; Taylorella. 
Kribbella sandramycini 


Deinococcus murrayi 
91 Deinococcus murrayi Bacteria; 


Deinococcus grandis 
14 Deinococcus grandis Bacteria; 


onospora halophytica 
Micromonosporaceae; 


Micromonosporaceae; 


Dermabacter hominis 
06 Dermabacter hominis Bacteria; 


alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Dermabacteraceae; Brachybacterium. 
457424 Bacteria_16S 3547946 3547980 64 
strain VPB 4875 1 


98 gi 


219846545 
6S ribosomal RNA, partial sequence 3546505 35479 


ref|NR_026137.1 
87 Porphyromonas 


Porphyromonas cansulci 
cansulci Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

457424 Bacteria_16S 3613412 3613434 70 92 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

457424 Bacteria_16S 3719320 3719342 70 92 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

457424 Bacteria_16S 3751858 3751880 70 92 gi|219846398|ref|NR_025989.1| Mycoplasma 
ovipneumoniae strain Y-98 16S ribosomal RNA, partial sequence 3750418 3751892 Mycoplasma 
ovipneumoniae Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

457424 Bacteria_16S 3754898 3754920 70 92 gi|219846396|ref|NR_025987.1| Mycoplasma bovoculi 


strain M165/69 16 
Tenericutes; Moll 
457424 Bacteria_16S 
strain PG8 16S ri 
Tenericutes; Moll 
457424 Bacteria_16S 
strain PS-1 16S r 
Proteobacteria; G 
457424 Bacteria_16S 
allosaccharophila 
allosaccharophila 
Aeromonas. 
457424 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 
Halothiobacillus. 
457424 Bacteria_16S 
strain HAR-13 16S 
Chlamydiae; Chlamydiales; Chlamydiaceae; 
457424 Bacteria_16S 3951768 3951790 70 
strain DSS12 16S 
Proteobacteria; G 
457424 Bacteria_16S 
strain DSK1 16S r 
Proteobacteria; G 
457424 Bacteria_16S 
strain 848 16S ri 
Proteobacteria; G 
457424 Bacteria_16S 
strain NRRL B-163 
Bacteria; Actinob 
457424 Bacteria_16S 
lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; Glycomyces. 

457424 Bacteria_16S 4107774 4107800 66 
strain PS-1 16S r 
Tenericutes; Moll 
457424 Bacteria_16S 
strain HD9 16S ri 


3790984 3791010 66 


3798588 3798610 70 


3813806 3813828 70 
Bacteria; 
3816879 3816901 70 


cteria; Proteobacteria; 


3896187 3896249 33 


3953324 3953346 70 


4009535 4009557 70 


4032317 4032339 76 


4035421 4035443 76 


4110761 4110783 76 


457424 Bacteria_16S 
strain DSAl1 16S r 


4112327 4112349 76 


457424 Bacteria_16S 
roseosalivarius s 
roseosalivarius B 
Hymenobacter. 
457424 Bacteria_16S 33361 33382 77 
flavescens strain 401 16S ribosomal RNA, 
Bacteria; Actinob 
Microbacterium. 
457424 Bacteria_16S 110421 110442 77 
G33 16S ribosomal RNA, partial sequence 


19528 19549 77 


acteria; Bacteroidetes; 


S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


bosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 


strain CECT 4199 16S ribosomal RNA, p 


Proteobacteria; 


rain R3 16S ribosomal RNA, partial seque 


ribosomal RNA, complete sequence 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


ibosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Mor 


bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
ibosomal RNA, partial sequence 


icutes; Acholeplasmatales; Acholeplasmat 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


train AA718 16S ribosomal RNA, partial 


acteria; Actinobacteridae; Actinomycet 


92 gi 


92 gi 
ci 
92 gi 
ar 


219846370 
3789540 37910 


3753459 37549 


aceae; 


Achol 
219846364 
3797117 37986 
ricketts 
219846354 
tial sequenc 


ref |NR_025961.1 
15 Acholeplasma 
eplasma. 

ref|NR_025955.1 
10 Cycloclasticu 
iaceae; Cyclocl 
ref|NR_025945.1 
e 38123 


a 


2 


32 Mycoplasma bovoculi Bacteria; 


Acholeplasma laidlawii 
laidlawii Bacteria; 


Cycloclasticus pugetii 
Ss pugetii Bacteria; 
sticus. 

Aeromonas 
7 3813828 Aeromonas 


Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
92 gi|219846352|ref|NR_025943.1| Halothiobacillus 
nce 3815400 3816903 Halothiobacillus 
Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
95 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
3894733 3896280 Chlamydia trachomatis Bacteria; 
Chlamydia. 
92 gi|219846258|ref|NR_025848.1| Shewanella violacea 
3950287 3951792 Shewanella violacea Bacteria; 
Shewanellaceae; Shewanella. 
92 gi|219846257|ref|NR_025847.1| Moritella japonica 


92 gi 


98 gi 


3951843 39533 


219846217 
4008054 40095 
omonadacea 
219846202 


itellace 


40308 


ae; Moritella. 
ref|NR_025807.1 
59 Aeromonas mol 
e; Aeromonas. 
ref|NR_025792.1 


48 Moritella japonica Bacteria; 


Aeromonas molluscorum 
luscorum Bacteria; 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


ales; Glycomycineae; Glycomycetaceae; Glycomyces. 
98 gi|219846200|ref|NR_025790.1| Glycomyces 
rtial sequence 4033950 4035456 Glycomyces 
e; Actinomycetales; Glycomycineae; 
92 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
4106362 4107818 Acholeplasma pleciae Bacteria; 
aceae; Acholeplasma. 
98 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
4109294 4110810 Kribbella jejuensis Bacteria; 
Propionibacterineae; Nocardioidaceae; Kribbella. 
98 gi|219846144|ref|NR_025734.1| Kribbella solani 
4110861 4112376 Kribbella solani Bacteria; 
Propionibacterineae; Nocardioidaceae; Kribbella. 
98 gi| 265679051 |ref|NR_029359.1| Hymenobacter 
sequence 18082 19577 Hymenobacter 
Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
98 gi| 265679042 |ref|NR_029350.1| Microbacterium 
partial sequence 31915 33385 Microbacterium flavescens 
ales; Micrococcineae; Microbacteriaceae; 
98 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 


108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


457424 Bacteria_16S 
strain 27 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
457424 Bacteria_16S 


strain 55134 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
457424 Bacteria_16S 


arborescens Bacte 


Microbacteriaceae; 
457424 Bacteria_16S 


vibrioformis stra 


vibrioformis Bacteria; 
457424 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


457424 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Parascardovia. 


457424 Bacteria_16S 


saeculare strain 
Bacteria; Actinob 


457424 Bacteria_16S 
XILO1 16S ribosomal RNA, 


Actinobacteridae; 


457424 Bacteria_16S 


xiligouense Bacte 


Promicromonosporaceae; Myceligenerans. 
457424 Bacteria_16S 


xylanilytica stra 


137958 137979 77 98 gi 


145567 145588 77 98 
ribosomal RNA, partial sequence 


gi 


265678971 


136495 13800 
ococcineae; 


265678966 


144082 14559 


ref|NR_029279.1| Oerskovia turbata 

4 Oerskovia turbata Bacteria; 
Cellulomonadaceae; Oerskovia. 
ref|NR_029274.1| Jonesia denitrificans 
5 Jonesia denitrificans Bacteria; 


Cellulomonadaceae; Cellulomonas. 


457424 Bacteria_16S 
strain XILO8 16S 


Xylanibacterium. 
457424 Bacteria_16S 
F89 16S ribosomal 
Flavobacteria; Fl 


ococcineae; Jonesiaceae; Jonesia. 
159312 159333 77 98 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacterium. 
294956 294977 77 98 gi| 265678864 |ref|NR_029170.1| Prosthecochloris 
in 6030 16S ribosomal RNA, partial sequence 293547 295005 Prosthecochloris 
Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Prosthecochloris. 
336218 336239 77 98 gi|265678834|ref|NR_029139.1| Bifidobacterium 
95 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
337786 337807 77 98 gi| 265678833 |ref|NR_029138.1| Parascardovia 
n B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
ria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
339350 339371 77 98 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
acteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
378167 378188 77 98 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
390376 390397 77 98 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
398045 398066 77 98 gi|265678790|ref|NR_029095.1| Cellulomonas 
in XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
407344 407365 77 98 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
425942 425963 77 98 gi|265678771|ref|NR_029076.1| Formosa algae strain 
RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Formosa. 
490402 490423 77 98 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 


457424 Bacteria_16S 
strain QH3A7 16S 


ribosomal RNA, 


complete sequence 


488917 49045 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; J 
457424 Bacteria_16S 520987 521008 77 98 gi|265678705|ref|NR_029010.1 
micromati strain R-9192 16S ribosomal RNA, partial sequence 519547 521026 Flavob 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flav 
457424 Bacteria_16S 522514 522535 77 98 gi|265678704|ref|NR_029009.1 
degerlachei strain R-9106 16S ribosomal RNA, partial sequence 521077 522551 
degerlachei Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 
457424 Bacteria_16S 571386 571407 77 98 gi| 265678672 |ref|NR_028977.1 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 57142 

Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
457424 Bacteria_16S 602805 602826 77 98 gi|265678651|ref|NR_028956.1 
mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidi 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Geli 
457424 Bacteria_16S 636378 636399 77 98 gi| 265678627 |ref|NR_028932.1 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 63640 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
457424 Bacteria_16S 637909 637930 77 98 gi|265678626|ref|NR_028931.1 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 63793 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
457424 Bacteria_16S 642548 642569 77 98 gi| 265678623 |ref|NR_028928.1 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 


lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Nesterenkonia. 


457424 Bacteria_16S 


cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteri 


Promicromonosporaceae; 
457424 Bacteria_16S 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 


782826 782847 77 


Xylanimonas. 
855885 855906 77 


1 Jonesia quinghaiensis Bacteria; 


onesia. 

Flavobacterium 
acterium micromati 
obacterium. 
Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 
Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Gelidibacter 

bacter mesophilus 
dibacter. 

Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Actinomycetales; Micro 

98 gi|265678524|ref|NR_028828.1 
sequence 781358 782875 

dae; Actinomycetales; Micr 

98 gi|265678475|ref|NR_028778.1 


Propionibacterium 


854408 855931 Propionibacterium 


microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriaceae; Propionibacterium. 
457424 Bacteria_16S 1103054 1103075 77 
strain 14 16S ribosomal 


457424 Bacteria_16S 1107665 1107686 77 
strain NRRL 15532 16S ribosomal 
Bacteria; Actinobacteria; 
Nonomuraea. 
457424 Bacteria_16S 1113755 1113776 77 
halophilum strain 76 16S 
Bacteria; Actinobacteria; 
Microbacterium. 
457424 Bacteria_16S 


1139489 1139510 77 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia 
Actinomycetales; Micrococcineae; Micr 


Actinobacteridae; 


457424 Bacteria_16S 1206105 1206126 71 


98 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


98 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


98 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


98 


92 


DSM 13279 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; 
Collinsella. 
457424 Bacteria_16S 
variabilis strain 


1227158 1227179 77 


Isoptericola. 


457424 Bacteria_16S 1234786 1234807 77 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 123481 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 
457424 Bacteria_16S 1248404 1248429 70 


Coriobacteridae; 


98 


MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


98 


95 


gi| 265678308 


1101592 11031 


gi| 265678304 


gi| 265678300 


gi| 253680764 


gi| 228715355 


1204671 1206128 Collinsella 
Coriobacteriales; 


gi|219878300 


gi|219878266 


gi|219857449 


hartmannellae strain AlHsp 16S ribosomal RNA, partial sequence 


hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; 


457424 Bacteria_16S 
thermacidophilum 


1331487 1331508 77 


98 


gi| 219846082 


subsp. porcinum strain P3-14 16S ribosomal RNA, 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria 


Bifidobacteriales; Bifidobacteriaceae; 
457424 Bacteria_16S 1349911 1349932 77 


Bifidobacterium. 


98 


DSM 10542 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sanguibacter. 


457424 Bacteria_16S 1375566 1375587 77 


OT-1 16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 
457424 Bacteria_16S 1422118 1422139 77 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 

457424 Bacteria_16S 1454348 1454369 77 
nitroguajacolicus 
nitroguajacolicus 
Micrococcaceae; Arthrobacter. 

457424 Bacteria_16S 1461765 1461786 77 


strain CCM 132 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


457424 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
457424 Bacteria_16S 


1537324 1537345 77 


Saccharothrix. 
1538884 1538905 77 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 


Saccharothrix. 
1604236 1604257 77 


Actinosynnemataceae; 
457424 Bacteria_16S 


98 


1374101 1375614 Kordia algicida OT-1 
Flavobacteriaceae; 


98 


98 


98 


98 


NRRL B-16134 16S ribosomal RNA, partial 


98 


98 


gi|228720600 


1348448 1349942 Sanguibacter 
Micrococcineae; 


gi|228717906 


Kordia. 
gi|224581444 


strain AG31 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


gi|224581418 


strain G2-1 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


gi|224581412 


1460297 14618 


gi| 219857378 


gi| 219857377 


gi|219878475 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 
457424 Bacteria_16S 
strain DSM 12798 


1605772 1605793 77 


457424 Bacteria_16S 1617736 1617757 77 


98 


98 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219878474 


16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 


gi|219878465 


antarcticus strain LMG 21980 16S ribosomal RNA, partial sequence 


antarcticus Bacteria; 
Algoriphagus. 


Bacteroidetes; 


Sphingobacteria; 


obacteriaceae; 


1225722 1227193 Isopte 
Micrococcineae; 


Actinomycetales; 


Actinomycetales; Mi 


Actinomycetales; Mi 


sequence 1535864 153737 
Actinobacteria; Actinobacteridae; Actinomycetales; 


sequence 
Actinomycetales; 


ref|NR_028610.1 


ref|NR_028606.1 


ref|NR_028601.1 


ref|NR_028012.1 
Leifsonia. 


ref|NR_027527.1 


ref |NR_025439.1 


ref|NR_025405.1 


Micro 


ref |NR_025037.1 

1246931 124845 
Neochlamydi 
ref|NR_025672.1 
complete sequenc 


o@ 


ref|NR_027595.1 


Sang 


ref|NR_027568.1 


ref |NR_027226.1 
1420664 142216 


ref |NR_027199.1 
1452894 145438 


ref |NR_027193.1 


ref|NR_024966.1 


Pseudonoc 


ref|NR_024965.1 
1537426 153893 
Pseudono 


ref|NR_025614.1 
1602772 160426 
Micrococcin 


ref |NR_025613.1 


ref|NR_025604.1 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
ococcineae; Microbacteriac 


eae; Agromyces. 
Nonomuraea longicatena 


1106217 1107715 Nonomuraea longicatena 
Streptosporangineae; 


Streptosporangiaceae; 


Microbacterium 


1112307 1113789 Microbacterium halophilum 
Micrococcineae; Microbacteriaceae; 


Leifsonia rubra strain 


rubra Bacteria; Actinobacteria; 


Collinsella stercoris 


stercoris DSM 13279 
Coriobacterineae; Co 


riobacteriaceae; 


Isoptericola 
ricola variabilis 


Promicromonosporaceae Hi 


Microbacterium 
7 Microbacterium 
coccineae; 


Neochlamydia 
9 Neochlamydia 
Bifidobacterium 
e 1330013 1331535 


; Actinobacteria; Actinobacteridae; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Kordia algicida strain 
Bacteria; Bacteroidetes; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Arthrobacter 
1 Arthrobacter 


crococcineae; 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 
ococcineae; Micrococcaceae 


; Kocuria. 
Saccharothrix 

5 Saccharothrix 

ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Brevibacterium 
4 Brevibacterium 


eae; Brevibacteriaceae; 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


1616292 161776 


Algoriphagus 
4 Algoriphagus 


Sphingobacteriales; Cyclobacteriaceae; 


457424 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


457424 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


457424 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


457424 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


457424 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


457424 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


457424 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 


457424 Bacteria_16S 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


457424 Bacteria_16S 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


457424 Bacteria_16S 
16S ribosomal RNA, partial sequence 1806449 18079 


strain DSM 46000 
Actinobacteria; A 


457424 Bacteria_16S 


flaccumfaciens pv 


Curtobacterium flaccumfaciens pv. 


Actinomycetales; 


457424 Bacteria_16S 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


457424 Bacteria_16S 


strain P 229/10 1 
Actinobacteria; A 


457424 Bacteria_16S 


joostei strain LM 
joostei Bacteria; 


457424 Bacteria_16S 


scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 


457424 Bacteria_16S 


foliorum strain P 
foliorum Bacteria 
Microbacterium. 


457424 Bacteria_16S 


strain CF-25 16S 
Actinobacteria; A 


457424 Bacteria_16S 


strain CF-43 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 


strain CCUG 35957 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
457424 Bacteria_16S 


strain NNO15860 1 
Bacteroidetes; Fl 


1619259 1619280 77 98 gi 
hingobacteria; Sphingobacteriales; Cyc 
1620782 1620803 77 98 gi 
n LMG 21971 16S ribosomal RNA, partial 


ria; Bacteroidetes; Sphingobacteria; S 


s 


1622305 1622326 77 98 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1 


1626819 1626840 77 98 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Arsenicicoccus. 

1628340 1628361 77 98 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1716822 1716843 77 98 gi 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1719898 1719919 77 98 
bosomal RNA, partial sequence 


s 
Ac 


nc 
S; 


Sphin 


gi 


teria; Bacteroidetes; Sphingobacteria; S 


1823219 1823240 77 98 gi 
ctinobacteridae; Actinomycetales; Micr 
1920525 1920546 77 98 gi 
G 18212 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavoba 
1922033 1922054 77 98 gi 
in LMG 13028 16S ribosomal RNA, partia 
eria; Bacteroidetes; Flavobacteria; Fl 


oc 


ue 
ct 


1 
av 


1949519 1949540 77 98 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


ue 
ti 


’ 


1958528 1958549 77 98 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1960081 1960102 77 98 
ribosomal RNA, partial sequence 


gi 


Micr 
gi 


oc 


Micr 
2036205 2036226 77 98 gi 
16S ribosomal RNA, partial sequence 


oc 


oc 


2063906 2063927 77 98 gi 


avobacteria; Flavobacteriales; Flavobact 


457424 Bacteria_16S 


219878464 
16S ribosomal RNA, partial sequence 1617815 16192 
piace: 
ph 
219878462 
Sp 


219878459 


219878458 
219878397 
1715372 17168 


219878395 
1718445 17199 


219878321 
6S ribosomal RNA, partial sequence 1821775 18232 


219878248 


219878247 


219878229 


219878223 
1957067 19585 


219878222 
1958616 19601 


219878171 


219878148 
6S ribosomal RNA, partial sequence 2062466 20639 


ref 
87 A 
bacteria 
ref 
equence 1; 


ingobact 


ref 
sequence 1 


hingobac 


ref 
equence 1 


tinomyce 


ref 
1626901 1 


Flavoba 


e 
ref 


gobacter 
ref 


hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 

1774453 1774474 77 98 gi|219878354|ref|NR_025493.1 
rain ISP 5277 16S ribosomal RNA, partial sequence 1773034 177448 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strep 
; Streptomyces. 

1806365 1806386 77 98 gi| 219878332 |ref|NR_025471.1 
ain DSM 14281 16S ribosomal RNA, partial sequence 1804913 180639 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
; Oerskovia. 

1807903 1807924 77 98 gi|219878331|ref|NR_025470.1 


ctinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
1812485 1812506 77 98 gi| 219878328 |ref|NR_025467.1 
- flaccumfaciens strain LMG 3645 16S ribosomal RNA, partial sequ 


Micrococcineae; Microbacteriaceae; Curtobacterium. 
1818638 1818659 77 98 gi| 219878324 |ref 
ain DSM 11118 16S ribosomal RNA, partial sequenc 


phingoba 
ref 


, 
ref 


occineae 


nce 
eriales; 
ref 
sequence 
obacteri 


ref 
nce 
nomycetales; 


ref 


‘a 
ref 


occineae 


la 
ref 


occineae 


20347 
occineae 


La 
ref 


eriaceae; 


2065430 2065451 77 98 gi 


219878147 


ref 


ceae 


eria 


teri 


tale 


cter 


e 1817180 18186 
cter 


1919085 19205 
Fla 


1920604 19220 


ales 


1948071 194955 


16 Arthrobacter 
Mi 


53 2036233 Rothi 
Mi 


37 Cellulophaga 
Ce 


NR_025603.1 
lgoriphagus 
; Algoriphag 
NR_025602.1 
619338 162081 
les; Cycloba 


NR_025601.1 
620861 162233 
ales; Cyclob 


NR_025598.1 
625384 162685 
s; Micrococc 


NR_025597.1 
628368 Flavob 
iaceae; Flav 
NR_025536.1 


ae; Pedobact 
NR_025534.1 


NR_025463.1 
6 
iales; Flexi 


NR_025460.1 


crobacteriac 
NR_025387.1 
5 
vobacteriace 
NR_025386.1 
6 
e 


, 


Flavobact 


NR_025368.1 
Micrococcin 
NR_025362.1 


crococcaceae 
NR_025361.1 


crococcaceae 
NR_025310.1 
a 
crococcacea 
NR_025287.1 


llulophaga. 


e: 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 

0 Algoriphagus 

cteriaceae; 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Flavobacterium 
acterium frigoris 
obacterium. 
Pedobacter piscium 


65 Pedobacter piscium Bacteria; 
iace 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 
Mi 


eae; Agreia. 
Chryseobacterium 

3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 
riaceae; 


Microbacterium 
0 Microbacterium 


eae; Microbacteriaceae; 


Arthrobacter luteolus 


65 Arthrobacter luteolus Bacteria; 
Mi 


v 


Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 


; Arthrobacter. 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 

Cellulophaga fucicola 


v 


fucicola Bacteria; 


NR_025286.1 


Cellulophaga baltica 


strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 


Bacteroidetes; Fl 


avobacteria; Flavobacteriales; Flavobact 


eriaceae; 


Cellulophaga. 


457424 Bacteria_16S 
antarcticus strai 
Bacteria; Actinob 
457424 Bacteria_16S 
propionicum strai 
propionicum Bacte 


Propionibacteriac 


457424 Bacteria_16S 


granulosum strain 
granulosum Bacter 
Propionibacteriac 


457424 Bacteria_16S 
in DSM 4903 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


lymphophilum stra 
lymphophilum Bact 
Propionibacteriac 


457424 Bacteria_16S 
avidum strain DSM 


Bacteria; Actinob 


omnivorum strain 
omnivorum Bacteri 


457424 Bacteria_16S 
in AS 1.2749 16S ribosomal RNA, partia 


xinjiangense stra 
xinjiangense Bact 


457424 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


457424 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


457424 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain RG-2C 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


457424 Bacteria_16S 


strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 


457424 Bacteria_16S 


australiense stra 
australiense Bact 
Propionibacteriac 


457424 Bacteria_16S 


strain K265 16S r 
Actinobacteria; A 


457424 Bacteria_16S 


strain K300 16S r 
Actinobacteria; A 


457424 Bacteria_16S 


strain HRC292 16S 
Tenericutes; Moll 


2066960 2066981 77 98 


gi 


2077701 2077722 77 98 gi 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 

2079265 2079286 77 98 gi 
DSM 20700 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

eae; Propionibacterium. 


2080817 2080838 77 98 


gi 


eae; Propionimicrobium. 


2082371 2082392 77 98 


gi 


2180858 2180879 77 98 


gi 


a; Bacteroidetes; Flavobacteria; 

2182374 2182395 77 98 gi 
Fl 
gi 


eria; Bacteroidetes; Flavobacteria; 
2199098 2199127 63 92 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2205128 2205157 63 92 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2212682 2212711 63 92 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2214182 2214211 63 92 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215680 2215709 63 92 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2281373 2281402 63 92 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2358405 2358426 77 98 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


2359923 2359944 77 98 gi 
in LCDC-98A072 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
eae; Propionibacterium. 

2361448 2361469 77 98 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2362965 2362986 77 98 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2370541 2370570 63 92 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


Micr 
gi 


Micr 
gi 


457424 Bacteria_16S 


strain MH5408 16S 
Tenericutes; Moll 


457424 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


457424 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


457424 Bacteria_16S 


strain PG30 16S r 
Tenericutes; Moll 


2372052 2372081 63 92 gi 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2373561 2373590 63 92 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2375067 2375096 63 92 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2376577 2376606 63 92 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


n DSM 43307 16S ribosomal RNA, partial 


4901 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
Propionibacterium. 
457424 Bacteria_16S 
AS 1.2747 16S ribosomal RNA, partial s 
Flavo. 


219878146 
ce 20 
ales; M 
219878138 
sequence 
Actino: 


219878137 
sequence 
Ac 


219878136 
sequence 
Actin 


’ 


219878135 
nce 
ales; 


219857613 
equence 
ba 
219857612 
1 
av 
219857600 


2197691 21991 


219857596 


2203720 22051 


219857591 


2211275 22127 


219857590 


2212774 22142 


219857589 


2214274 22157 


219857546 


2279959 22814 


219857489 


ales; 
219857488 
ia 


’ 


219857487 


2360002 23614 
occineae 


oc 
219857486 


2361525 23629 
occineae 


oc 
219857480 


2369126 23705 


219857479 


2370638 23720 


219857478 


2372144 23736 


219857477 


2373653 23751 


219857476 


655 
icr 


myc 


tinomyce 


omy 


20809 
Prop 


cteriale 


sequence 
obacteri 


23569 
Prop 


1 sequen 
Actinomy 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025277.1 

2076251 207775 
etales; Propioni 


Micrococcus 
occus antarcticus 
ococcaceae; Micrococcus. 
Propionibacterium 
6 Propionibacterium 
bacterineae; 


ref|NR_025276.1 
2077807 207932 
tales; Propionib 


Propionibacterium 
0 Propionibacterium 
acterineae; 


ref|NR_025275.1 
2079371 208087 
cetales; Propion 


Propionimicrobium 
2 Propionimicrobium 
ibacterineae; 


ref|NR_025274.1 
23 2082426 Propio 


ionibacterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


NR_025202.1 
179421 218088 
s; Flavobacteria 
ref|NR_025201.1 
180937 218240 


Flavobacterium 
6 Flavobacterium 
ceae; Flavobacterium. 
Flavobacterium 
2 Flavobacterium 
ales; Flavobacteriaceae; Flavobacterium. 
ref|NR_025188.1| Mycoplasma oxoniensis 
39 Mycoplasma oxoniensis Bacteria; 


ref 


ND 


ND 


ref|NR_025184.1| Mycoplasma glycophilum 
69 Mycoplasma glycophilum Bacteria; 


ref|NR_025179.1] Mycoplasma columborale 
23 Mycoplasma columborale Bacteria; 


ref|NR_025178.1| Mycoplasma citelli 
23 Mycoplasma citelli Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


Propionibacterium 
1 Propionibacterium 
ibacterineae; 


ref|NR_025075.1| Subtercola frigoramans 
74 Subtercola frigoramans Bacteria; 

; Microbacteriaceae; Subtercola. 
ref|NR_025074.1] Subtercola boreus 

91 Subtercola boreus Bacteria; 

; Microbacteriaceae; Subtercola. 
ref|NR_025068.1| Mycoplasma primatum 

87 Mycoplasma primatum Bacteria; 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1|] Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025064.1| Mycoplasma iners 


2375159 2376625 Mycoplasma iners Bacteria; 


457424 Bacteria_ 


strain MMP-1 16S 


Tenericutes; Moll 
457424 Bacteria_ 
columbinasale str 
columbinasale Bac 
457424 Bacteria_ 
strain G122 16S r 
Tenericutes; Moll 
457424 Bacteria_ 


pachnodae strain 


Bacteria; Actinob 


Xylanimicrobium. 


457424 Bacteria_ 
strain EPSA11 16S 


Bacteroidetes; 


457424 Bacteria_16S 
terrae strain IFO 
Bacteria; Actinob 


Actinokineospora 


457424 Bacteria_16S 
fritillariae stra 
fritillariae Bact 
Microbacteriaceae 
457424 Bacteria_16S 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
457424 Bacteria_16S 


strain IFO 16238 


strain IFO 16235 


Nocardioidaceae; 


457424 Bacteria_16S 
strain 801 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
457424 Bacteria_16S 
aurantiacus strai 
aurantiacus Bacte 


Nocardioidaceae; 


457424 Bacteria_16S 
SPS-17 16S riboso 
Deinococ 
457424 Bacteria_16S 


Thermus; 


strain HN3-7 16S 


Deinococcus-Thermus; 
457424 Bacteria_16S 
strain RF-4 16S r 
Deinococcus-Thermus; 
457424 Bacteria_16S 
faecitabidus stra 
faecitabidus Bact 


Rarobacteraceae; 


457424 Bacteria_16S 
esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 
457424 Bacteria_16S 
strain TA68 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 
strain TAGA27 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
457424 Bacteria_16S 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 


16S 2378091 2378120 63 92 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2379599 2379628 63 92 gi 


gi 


teria; Tenericutes; Mollicutes; Mycopl 
16S 2381105 2381134 63 92 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


2840986 2841007 77 98 gi 


2969252 2969273 77 98 gi 


AA-1042 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Friedmanniella. 

3007431 3007452 77 98 
bosomal RNA, partial sequence 


Ac 
gi 


oc 


3013402 3013423 77 98 gi 
n BC361 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3019387 3019416 65 


94 gi 


ribosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 

3022434 3022463 65 94 gi 
ibosomal RNA, partial sequence 


T 


ibosomal RNA, partial sequence 
Micr 
gi 


oc 
3095002 3095023 77 98 
ribosomal RNA, partial sequence 


Microc 


ain 694 16S ribosomal RNA, partial seque 
as 


oc 


oc 


in NM-1 16S ribosomal RNA, partial seque 


qu 


219857475 
2376676 23781 


219857474 
nce 

mMataceae 
219857473 
2379691 23811 


16S 2514532 2514553 77 98 gi|219857368|ref|NR_024956.1 
VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylani 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
16S 2701067 2701096 63 92 gi|219857188|ref|NR_024816.1 
ribosomal RNA, partial sequence 2699606 27010 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
2760995 2761016 77 98 gi| 219857146 |ref|NR_024774.1 
15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actino 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
2785123 2785144 77 98 gi|219857127|ref|NR_024755.1 
in VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
; Okibacterium. 
2839426 2839447 77 98 gi|219856898|ref|NR_024717.1 


eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propion 
eae; Microlunatus. 
2970781 2970802 77 98 gi|219846944|ref|NR_026536.1 


enc 


219846919 
3005987 300 


occ 


219846915 


nce 


Actinomyc 


219846911 


mal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacte 
ci; Thermales; Thermaceae; Thermus. 
3020912 3020941 65 94 gi|219846910|ref|NR_026502.1 


3019481 30209 


her 


219846909 
3021006 30224 


Deinococci; Thermales; Thermaceae; Thermus. 

3045277 3045298 77 98 gi|219846892|ref|NR_026484.1 
in YLM-1 16S ribosomal RNA, partial sequence 3043846 304530 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Rarobacter. 

3069437 3069458 77 98 gi|219846876|ref|NR_026468.1 
train DSM 8609 16S ribosomal RNA, partial sequence 3067998 306946 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
; Microbacterium. 

3093485 3093506 77 98 gi|219846860|ref|NR_026452.1 


3092041 30935 


occ 


219846859 
3093562 30950 


occ 


3116057 3116078 77 98 gi 


219846845 


occineae 
219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
457424 Bacteria_16S 
phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 
457424 Bacteria_16S 
antarctica strain 
antarctica Bacter 


occineae 
219846945 
nce 


tinomyce 


ref |NR_025063.1 


ref|NR_025062.1 
2378183 237964 

; Mycoplasma. 

ref|NR_025061.1 


7 Mi 
ref 


crobacteriac 
NR_024716.1 


; Microbacteriac 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae; 


Prevotella salivae 


98 Prevotella salivae Bacteria; 


Actinokineospora 
kineospora terrae 


Actinosynnemataceae; 


Okibacterium 
8 Okibacterium 
ccineae; 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


12 Agromyces luteolus Bacteria; 


eae; Agromyces. 


ref |NR_026537.1 
2967820 296928 


2969338 29708 
tales; Propioni 


1 
b 


e 


ref|NR_026511.1 
74 


ae 


; Microbacteriac 
ref|NR_026507.1 

3011945 301344 
etales; Propioni 


ine 


ref|NR_026503.1 


mus. 


ref |NR_026501.1 


7 Mi 
ref 


ineae crococcaceae 


NR_026451.1 
> Mi 
ref 


ineae crococcaceae 


NR_026437.1 


ria; 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 


acterineae; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 
eae; Frigoribacterium. 


Marmoricola 
1 Marmoricola 


bacterineae; 


Thermus oshimai strain 
Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Rarobacter 


9 Rarobacter 
ccineae; 


Microbacterium 


0 Microbacterium 
ococcineae; 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


, 


Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


, 


Kocuria. 
Microbacterium 


3114620 3116080 Microbacterium 


resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


457424 Bacteria_16S 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
457424 Bacteria_16S 
strain NR-27 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
457424 Bacteria_16S 


Bacteroidetes; 


strain DSM 11140 


acanthamoebae Bac 
457424 Bacteria_16S 


strain DSM 9580 1 


Arthrobacter. 


457424 Bacteria_16S 


strain DSM 20119 


strain DSM 20138 


3153689 3153710 77 


3219083 3219104 77 


3226595 3226616 77 


3234188 3234213 70 


3352512 3352533 77 


3399662 3399683 77 


3402722 3402743 77 


3404258 3404279 77 


3405788 3405809 77 


Micrococcaceae; Arthrobacter. 


457424 Bacteria_16S 


strain DSM 20116 
strain DSM 9442 1 
Thermotogae; 


strain DSM 3133 1 


strain DSM 44070 


Bacteria; Actinob 


Thermocrispum. 


457424 Bacteria_16S 


strain DSM 43045 


testaceum strain 
testaceum Bacteri 
Microbacterium. 


457424 Bacteria_16S 
liquefaciens stra 


liquefaciens Bact 


imperiale strain 


Microbacterium. 


457424 Bacteria_16S 
lacticum strain DSM 20427 
lacticum Bacteria; 


Microbacterium. 


457424 Bacteria_16S 


strain DSM 7485 1 


strain DSM 7486 1 


strain DSM 20542 


Thermotogales; 
457424 Bacteria_16S 


3407315 3407336 77 


3452042 3452063 77 


3488575 3488596 77 


3496106 3496127 76 
16S ribosomal RNA, 


3505073 3505094 77 


3508118 3508139 77 


3509639 3509660 77 


Microbacterium. 
3511159 3511180 77 


3512683 3512704 77 


3514206 3514227 77 


3515730 3515751 77 


3517250 3517271 77 


3518772 3518793 77 


ain Bn9 16S ribosomal RNA, 
teria; Chlamydiae; Chlamydiales; Parachlamydiaceae; 


98 gi 


98 gi 


Sphingobacteriales; Fla 


98 gi 


95 gi 


219846820 


219846775 


3217640 32191 
mmeovirgaceae; 


219846770 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
457424 Bacteria_16S 
acanthamoebae str 


219846765 


complete sequence 


98 gi 


98 gi 


98 gi 


98 gi 


98 gi 


98 gi 


98 gi 


Thermotoga. 
98 gi 


97 gi 


complete sequence 
acteria; Actinobacteridae; Actinomycetales; 


98 gi 


98 gi 


98 gi 


2 
in DSM 20638 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; 
457424 Bacteria_16S 
DSM 20530 16S ribosomal RNA, partial s 
imperiale Bacteria; 


98 gi 


98 gi 


98 gi 


98 gi 
98 gi 


98 gi 


219846683 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
457424 Bacteria_16S 
uratoxydans strai 
uratoxydans Bacte 


219846646 


n DSM 20647 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


219846644 


16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
457424 Bacteria_16S 


219846643 


16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
457424 Bacteria_16S 
histidinolovorans 
histidinolovorans 


219846642 


strain DSM 20115 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
457424 Bacteria_16S 


219846609 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogaceae; 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
457424 Bacteria_16S 


219846579 
34946 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
457424 Bacteria_16S 
DSM 20166 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


219846571 


19846570 


219846569 
equence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846568 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


219846567 


6S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobac 
457424 Bacteria_16S 


teridae; Actinomycetales; Micrococcineae; 


219846566 


6S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobac 
457424 Bacteria_16S 


teridae; Actinomycetales; Micrococcineae; 


219846565 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobac 
457424 Bacteria_16S 


219846564 


Actinomycetales; 


Actinomycetales; Mi 


Pseudonocardineae; P 


inomycetales; 


sequence 
Actinomycetales; 


tinomycetales; 


ref |NR_026412.1 


ref|NR_026367.1 
Thermonema. 


ref|NR_026362.1 


ref|NR_026357.1 

3232707 323424 
Parachlamydi 
ref|NR_026275.1 
Microbacteriac 
NR_026238.1 
3398202 339968 
Micrococ 
ref |NR_026236.1 
Micrococcaceae 
ref|NR_026235.1 
Micrococcaceae 
NR_026234.1 
340433 


ref 


ref |NR_026233.1 
45 Arthrobacter 
Micrococcaceae 


ref|NR_026201.1 


ref|NR_026176.1 
Cellulomonadac 
ref|NR_026171.1 
39 3496156 Thermo 


ref |NR_026165.1 


Microco 


Micrococcin 


ref|NR_026159.1 
33 Rathayibacter 
Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
Microbacteriac 


ref|NR_026157.1 


Microbacteriac 


; Intrasporangiaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 
Intrasporangiaceae; 


Terracoccus. 
Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


Janibacter. 
Parachlamydia 

7 Parachlamydia 

a. 
Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Arthrobacter 

5 Arthrobacter 

cineae; Micrococcaceae; 


Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 
Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 

crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 
Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Microbacterium 
1 Microbacterium 


ineae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 
ccineae; 


Microbacterium 
5 Microbacterium 


ineae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 
eae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
teridae; Actinomycetales; Micrococcineae; 


eae; Curtobacterium. 


ref|NR_026156.1 


Curtobacterium citreum 


strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 3518798 Curtobacterium citreum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Curtobacterium. 


457424 Bacteria_16S 
cangingivalis str 
cangingivalis Bac 
457424 Bacteria_16S 
sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 
457424 Bacteria_16S 
strain G145 16S r 
Tenericutes; Moll 
457424 Bacteria_16S 
vanneervenii stra 


457424 Bacteria_16S 


teria; 


3549493 3549514 77 


Bacteroidetes; 
3605942 3605963 77 


Bacteroidetes; 


3692323 3692352 63 


ibosomal RNA, partial sequence 


3708806 3708827 25 


3757901 3757930 63 


Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycop 
457424 Bacteria_16S 
michiganensis sub 


lasmataceae; Mycoplasma. 


3769876 3769897 77 


ain VPB 4874 16S ribosomal RNA, partia 
Bacteroidia; 


ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; 


icutes; Mycoplasmataceae; Mycoplasma. 


in FC2 16S ribosomal RNA, partial sequence 37073 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 


98 gi| 219846544 |ref|NR_026136.1| Porphyromonas 
1 sequence 3548038 3549521 Porphyromonas 
Bacteroidales; Porphyromonadaceae; Porphyromonas. 
98 gi|219846503|ref|NR_026095.1| Capnocytophaga 
sequence 3604483 3605971 Capnocytophaga 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
92 gi|219846443|ref|NR_026034.1| Mycoplasma adleri 
3690909 3692364 Mycoplasma adleri Bacteria; 
46 gi|219846431|ref|NR_026022.1| Prosthecobacter 
88 3708856 Prosthecobacter vanneervenii 
robiales; Verrucomicrobiaceae; Prosthecobacter. 
92 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 
3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
98 gi|219846385|ref|NR_025976.1| Clavibacter 
ribosomal RNA, partial sequence 3768438 3769927 


species tessellarius strain 78181 16S 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


Micrococcineae; Microbacteriaceae; 


Clavibacter. 


457424 Bacteria_16S 3815321 3815342 77 98 gi|219846353|ref|NR_025944.1| Salegentibacter 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 3813879 3815349 Salegentibacter 
salegens Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
457424 Bacteria_16S 3844153 3844174 77 98 gi|219846333|ref|NR_025923.1| Flavobacterium 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 3844177 Flavobacterium 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
457424 Bacteria_16S 3877591 3877620 65 94 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

457424 Bacteria_16S 3879111 3879140 65 94 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

457424 Bacteria_16S 4007972 4007993 77 98 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

457424 Bacteria_16S 4147590 4147635 67 111 gi|219846116|ref|NR_025706.1| Spiroplasma 
lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 4146134 4147648 Spiroplasma 
lampyridicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
457424 Bacteria_16S 4185900 4185925 67 92 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

457424 Bacteria_16S 121253 121273 77 97 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
457424 Bacteria_16S 240429 240456 70 98 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

457424 Bacteria_16S 694009 694033 77 101 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
strain IS1B 16S ribosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 


Planctomycetes; P 


457424 Bacteria_16S 1204598 1204618 72 92 gi| 228715356 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 12031 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales 
Collinsella. 

457424 Bacteria_16S 1681633 1681657 70 94 gi| 219878421 
mediatlanticus strain TR 16S ribosomal RNA, partial sequence 
mediatlanticus Bacteria; Deinococcus-Thermus; Deinococci; Thermal 
457424 Bacteria_16S 1704639 1704659 27 47 gi| 219878405 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 
457424 Bacteria_16S 2138533 2138557 77 101 gi| 219857643 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 21370 


Bacteria; Proteob 
457424 Bacteria_16S 
strain YIM 90001 


457424 Bacteria_16S 
strain EHS11 16S 
Bacteroidetes; 
457424 Bacteria_16S 


2150620 2150648 67 


2702608 2702636 64 


Bacteroidales; 
2720595 2720631 62 


acteria; Gammaproteobacteria; Alteromonadales; 
95 
16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
92 

ribosomal RNA, partial sequence 
Bacteroidia; 


gi 


gi 


gi 


2701149 27026 
Prevotellace 
98 


lanctomycetacia; Planctomycetales; Planctomycetaceae 


219857635 


219857187 


ae; Prevot 


ref 
CO: 
ref 


es; 
ref 


ales 
ref 
ref 


eae; 
ref 


ella 


219857175 


62 1204620 Colli 


1680196 16816 
1703281 17046 


73 2138564 Microb 
Alter ‘ 


; Isosphaer 
NR_027528.1 
n 
riobacterine 
NR_025560.1 
3 
Thermaceae; 
NR_025544.1 
8 
; Methylocys 
NR_025232.1 


omonadaceae 
NR_025224.1 


Pseudonocar 
NR_024815.1 


ref 


a. 


Collinsella 
sella intestinalis DSM 
ae; Coriobacteriaceae; 


Vulcanithermus 

6 Vulcanithermus 
Vulcanithermus. 
Methylocystis 

7 Methylocystis 

taceae; Methylocystis. 
Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Prevotella shahii 


38 Prevotella shahii Bacteria; 


NR_024803.1 


Nocardia 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 


yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 
457424 Bacteria_16S 3520297 3520325 64 


strain ATCC 33530 16S ribosomal RNA, partial sequence 


Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


457424 Bacteria_16S 3750325 3750349 70 


strain A089 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


457424 Archaea_16S 65074 65109 76 


thermophilus M 16S ribosomal RNA, partial sequence 
Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; 


457424 Archaea_16S 10325 10366 71 


solfataricus strain IFO 15331 16S ribosomal RNA, partial sequence 
Thermoprotei; 


solfataricus Archaea; 
457424 Archaea_16S 


Crenarchaeota; 


39675 39716 71 


strain 7 16S ribosomal RNA, partial sequence 38233 
Sulfolobaceae; 


Thermoprotei; Sulfolobales; 
457424 Archaea_16S 211785 211826 71 
strain PL-19 16S ribosomal RNA, 


457424 Archaea_16S 59240 59272 71 


liminatans GKZPZ 


457424 Archaea_16S 
thermoflexus IDZ 
Archaea; 
457424 Archaea_16S 
subterraneum A8p 
Archaea; 
457424 Archaea_16S 


66573 66609 76 


69554 69590 76 


77104 77140 76 


thermautotrophicus Marburg 16S ribosomal RNA, partial sequence 


thermautotrophicus Archaea; 
Methanothermobacter. 
457424 Archaea_16S 

congolense C 16S 


162681 162717 76 


457424 Archaea_16S 
palmolei DSM 427 
Archaea; 
457424 Archaea_16S 


60721 60752 72 


16211 16241 71 


helgesonii strain PI1 16S ribosomal RNA, partial sequence 


Archaea; Euryarchaeota; 
457424 Archaea_16S 

profundus strain 
Archaea; 
457424 Archaea_16S 
thermophilus CR- 
Archaea; Euryarchaeota; 
457424 Archaea_16S 


Thermococci; 


23657 23687 71 


56243 56273 71 


Methanomicrobia; 


75566 75596 71 


Opfikon 16S ribosomal RNA, partial sequence 
Methanosarcinales; Methanosaetaceae; 


Methanomicrobia; 


457424 Archaea_16S 78595 78625 71 


petrolearius SEBR 4847 16S ribosomal RNA, partial sequence 


Archaea; Euryarchaeota; 
457424 Archaea_16S 

hakonensis H01-1 
Crenarchaeota; Thermoprotei; 
457424 Archaea_16S 104129 104159 71 


Methanomicrobia; 
102617 102647 71 


LEI 10 16S ribosomal RNA, partial sequence 
Sulfolobaceae; 


Thermoprotei; Sulfolobales; 
457424 Archaea_16S 111725 111755 
kodakarensis KOD1 16S ribosomal RNA, 
Archaea; Euryarchaeota; Thermococci; 
457424 Archaea_16S 149096 149126 


71 


71 


blatticola PA 16S ribosomal RNA, partial sequence 


Archaea; Euryarchaeota; 
457424 Archaea_16S 
semesiae MD1 16S 


Methanomicrobia; 
152098 152128 71 
ribosomal RNA, partial 


457424 Archaea_16S 156646 156676 71 


thioreducens OGL-20P 16S ribosomal RNA, partial sequence 
Thermococcales; 


Archaea; Euryarchaeota; Thermococci; 


complete sequence 
Crenarchaeota; Thermoprotei; Desulfurococcales; Pyrodictiaceae; 


ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacter 


Thermococcales; 


sequence 


16S ribosomal RNA, partial sequence 57845 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrob 


16S ribosomal RNA, partial sequence 65162 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


16S ribosomal RNA, partial sequence 68161 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


92 gi|219846563|ref|NR_026155.1| Mycoplasma genitalium 
3518849 3520338 Mycoplasma genitalium 
94 gi|219846401|ref|NR_025992.1| Vibrio scophthalmi 
3748871 3750367 Vibrio scophthalmi Bacteria; 
Vibrio. 
111 gi|254971332|ref|NR_028250.1| Methanothermobacter 
63680 65111 Methanothermobacter thermophilus 
Methanobacteriaceae; Methanothermobacter. 
111 gi| 265678822 |ref|NR_029127.1| Sulfolobus 
8883 10377 Sulfolobus 
Sulfolobales; Sulfolobaceae; Sulfolobus. 
111 gi| 265678307 |ref|NR_028609.1| Sulfolobus tokodaii 
39727 Sulfolobus tokodaii Archaea; Crenarchaeota; 
Sulfolobus. 
111 gi| 219846343 |ref|NR_025933.1| Pyrodictium occultum 
210342 211838 Pyrodictium occultum Archaea; 
Pyrodictium. 
103 gi|254971336|ref|NR_028254.1| Methanofollis 
59274 Methanofollis liminatans Archaea; 
iaceae; Methanofollis. 
111 gi|254971331|ref|NR_028249.1| Methanothermobacter 
66615 Methanothermobacter thermoflexus 
Methanobacteriaceae; Methanothermobacter. 
111 gi|254971329|ref|NR_028247.1| Methanobacterium 
69596 Methanobacterium subterraneum 
Methanobacteriaceae; Methanobacterium. 
111 gi|254971323|ref|NR_028241.1| Methanothermobacter 
75671 77152 Methanothermobacter 


3 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanomicrobia; Methanomicrobiales; 


AV18 16S ribosomal RNA, partial sequence 
Euryarchaeota; Archaeoglobi; Archaeoglobales; 


1 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 101190 10265 
Sulfolobales; 


101 gi 


101 gi 


147697 14914 
Methanosarcinales; 


150703 15215 
Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae 


Sulfolobaceae; Metallospha 

101 gi| 254971303 |ref 

102701 104162 Acidianus 
Acidianus. 

101 gi| 254971298 |ref 

partial sequence 11029 
Thermococcaceae; 
101 gi| 254971266 |ref 


254971264 


ref 


254971261 


0 111787 Thermo 


Thermococcu 
NR_028184.1 


rcinaceae; M 
NR_028182.1 


ref 


Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; 
111 gi|254971257|ref|NR_028175.1| Methanobacterium 
161275 162727 Methanobacterium congolense Archaea; 
iaceae; Methanobacterium. 
103 gi|254971335|ref|NR_028253.1| Methanoculleus 
59325 60755 Methanoculleus palmolei 
Methanomicrobiaceae; Methanoculleus. 
101 gi|265678754|ref|NR_029059.1| Palaeococcus 
14826 16263 Palaeococcus helgesonii 
Thermococcales; Thermococcaceae; Palaeococcus. 
101 gi| 265678632 |ref|NR_028937.1| Archaeoglobus 
22211 23710 Archaeoglobus profundus 
Archaeoglobaceae; Archaeoglobus. 
101 gi|254971238|ref|NR_028156.1| Methanoculleus 
54850 56280 Methanoculleus thermophilus 
Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 
101 gi|254971324|ref|NR_028242.1| Methanosaeta concilii 
74149 75620  Methanosaeta concilii Archaea; Euryarchaeota; 
Methanosaeta. 
101 gi|254971322|ref|NR_028240.1| Methanoplanus 
77203 78631 Methanoplanus petrolearius 
Methanomicrobiales; Methanomicrobiaceae; Methanoplanus. 
101 gi|254971304|ref|NR_028222.1| Metallosphaera 


0 Metallosphaera hakonensis Archaea; 


era. 

NR_028221.1]| Acidianus ambivalens 
ambivalens Archaea; Crenarchaeota; 
NR_028216.1| Thermococcus 


coccus kodakarensis KOD1 
s. 
Methanimicrococcus 


9 Methanimicrococcus blatticola 
Methanosa 


ethanimicrococcus. 
Methanosarcina 


1 Methanosarcina semesiae Archaea; 
; Methanosarcina. 


NR_028179.1 


Thermococcu 


Thermococcus 


155248 156699 Thermococcus thioreducens 
Thermococcaceae; 


Ss. 


457424 Archaea_16S 164173 164203 71 101 gi|254971256|ref|NR_028174.1| Methanomethylovorans 
hollandica DMS1 16S ribosomal RNA, partial sequence 162778 164226 Methanomethylovorans hollandica 
Archaea; Euryarchaeota; Methanomicrobia; Methanosarcinales; Methanosarcinaceae; Methanomethylovorans. 
457424 Archaea_16S 193880 193910 71 101 gi|254971234|ref|NR_028152.1| Methanoculleus 
chikugoensis MG62 16S ribosomal RNA, partial sequence 192488 193917 Methanoculleus chikugoensis 
Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Methanomicrobiaceae; Methanoculleus. 
457424 Archaea_16S 207218 207248 71 101 gi|219857242|ref|NR_024870.1| Methanocalculus 
halotolerans strain SEBR 4845 16S ribosomal RNA, partial sequence 205812 207255 Methanocalculus 
halotolerans Archaea; Euryarchaeota; Methanomicrobia; Methanomicrobiales; Genera incertae sedis; 
Methanocalculus. 

457424 Archaea_16S 4440 4481 71 111 gi|265678906|ref|NR_029214.1| Thermofilum pendens 
strain Hvv3, DSM 2475 16S ribosomal RNA, partial sequence 2983 4491 Thermofilum pendens Archaea; 
Crenarchaeota; Thermoprotei; Thermoproteales; Thermofilaceae; Thermofilum. 

457424 Archaea_16S 147616 147645 72 101 gi|254971267|ref|NR_028185.1| Thermoplasma volcanium 
GSS1 16S ribosomal RNA, partial sequence 146236 147646 Thermoplasma volcanium Archaea; 
Euryarchaeota; Thermoplasmata; Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

457424 Archaea_16S 208740 208765 76 101 gi|219857171|ref|NR_024799.1| Caldisphaera 
lagunensis strain IC-154 16S ribosomal RNA, partial sequence 207306 208771 Caldisphaera 
lagunensis Archaea; Crenarchaeota; Thermoprotei; Caldisphaerales; Caldisphaeraceae; Caldisphaera. 
457424 Archaea_16S 11850 11874 77 101 gi|265678819|ref|NR_029124.1| Natrialba taiwanensis 
strain Bl 16S ribosomal RNA, partial sequence 10428 11897 Natrialba taiwanensis Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

457424 Archaea_16S 44190 44214 77 101 gi|254971297|ref|NR_028215.1| Haloferax 
denitrificans S1 16S ribosomal RNA, partial sequence 42769 44237 Haloferax denitrificans Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

457424 Archaea_16S 45709 45733 77 101 gi|254971296|ref|NR_028214.1| Natrialba asiatica 
172P1 16S ribosomal RNA, partial sequence 44288 45756 Natrialba asiatica Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

457424 Archaea_16S 47229 47253 77 101 gi|254971295|ref|NR_028213.1| Haloferax gibbonsii 
Ma-2.38 16S ribosomal RNA, partial sequence 45807 47276 Haloferax gibbonsii Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

457424 Archaea_16S 50273 50297 77 101 gi| 254971288 |ref|NR_028206.1| Halorubrum 
alkaliphilum DZ-1 16S ribosomal RNA, partial sequence 48850 50320 Halorubrum alkaliphilum 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

457424 Archaea_16S 53264 53288 77 101 gi|254971282|ref|NR_028200.1| Halococcus 
qingdaonensis CM5 16S ribosomal RNA, partial sequence 51837 53312 Halococcus qingdaonensis 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halococcus. 

457424 Archaea_16S 57749 57773 #77 101 gi|254971337|ref|NR_028255.1| Natronococcus occultus 
SP4 16S ribosomal RNA, partial sequence 56331 57794 Natronococcus occultus Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronococcus. 

457424 Archaea_16S 62233 62257 77 101 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
A33 16S ribosomal RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

457424 Archaea_16S 74057 74081 77 101 gi|254971326|ref|NR_028244.1| Halorubrum 
lacusprofundi ATCC 49239 16S ribosomal RNA, partial sequence 72635 74098 Halorubrum 
lacusprofundi ATCC 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
Halorubrum. 

457424 Archaea_16S 89062 89086 77 101 gi|254971314|ref|NR_028232.1| Halorubrum 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 87640 89109 Halorubrum tebenquichense 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

457424 Archaea_16S 92068 92092 77 101 gi|254971312|ref|NR_028230.1| Halorubrum litoreum 
Fa-1 16S ribosomal RNA, partial sequence 90646 92115 Halorubrum litoreum Archaea; Euryarchaeota; 
Halobacteria; Halobacteriales; Halobacteriaceae; Halorubrum. 

457424 Archaea_16S 95051 95075 77 101 gi|254971309|ref|NR_028227.1| Halorubrum lipolyticum 
9-3 16S ribosomal RNA, partial sequence 93629 95098 Halorubrum lipolyticum Archaea; 


Euryarchaeota; Halobacteria; 
457424 Archaea_16S 
16S ribosomal RNA, partial sequence 
Halobacteriales; 
457424 Archaea_16S 


Halobacteria; 


JCM 9060 16S rib 
Halobacteria; Ha 


457424 Archaea_16S 


gregoryi SP2 16S 
Euryarchaeota; H 


457424 Archaea_16S 


JCM 9100 16S rib 
Euryarchaeota; H 


457424 Archaea_16S 


96571 96595 77 


99575 99599 77 


lobacteriales; 
101092 101116 77 


alobacteria; 
105632 105656 77 


alobacteria; 


110192 110216 77 


Halobacteriales; 


95149 
Halobacteriaceae; 


osomal RNA, partial sequence 98155 
Halobacteriaceae; 


ribosomal RNA, partial sequence 
Halobacteriales; 


osomal RNA, partial sequence 104213 105679 Halor 
Halobacteriales; 


Halobacteriaceae; Halorubrum. 
101 gi|254971308|ref|NR_028226.1| Halorubrum arcis AJ201 
96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halorubrum. 
101 gi|254971306|ref|NR_028224.1| Halorubrum vacuolatum 
99622 Halorubrum vacuolatum Archaea; Euryarchaeota; 
Halorubrum. 
101 gi|254971305|ref|NR_028223.1| Natronobacterium 
99673 101139 Natronobacterium gregoryi Archaea; 
Halobacteriaceae; Natronobacterium. 
101 gi|254971302|ref|NR_028220.1| Halorubrum distributum 
ubrum distributum Archaea; 
Halobacteriaceae; Halorubrum. 
101 gi|254971299|ref|NR_028217.1| Natronococcus 


amylolyticus Ah-36 16S ribosomal RNA, partial sequence 


Archaea; Euryarc 


haeota; Halobacteria; 


Halobacteriales; 


108766 110239 Natronococcus amylolyticus 
Halobacteriaceae; Natronococcus. 


457424 Archaea_16S 


ATCC 33500 16S ribosomal 
Euryarchaeota; 


Archaea; 
457424 Archaea_16S 


ZJ206 16S ribosomal RNA, 


Halobacteria; 
457424 Archaea_16S 


saccharevitans AB14 16S 
Euryarchaeota; 


Archaea; 
457424 Archaea_16S 


C23 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Halobacteria; 
457424 Archaea_16S 
xinjiangense BD- 
Archaea; 
457424 Archaea_16S 


AJ5 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Halobacteria; 
457424 Archaea_16S 


AJ2 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Halobacteria; 
457424 Archaea_16S 


8W8 16S ribosomal RNA, partial sequence 


Halobacteria; 
457424 Archaea_16S 
noricense Al 16S 
Euryarchaeota; 
457424 Archaea_16S 
H4 16S ribosomal 
Euryarchaeota; 
457424 Archaea_16S 


chahannaoensis C112 16S ribosomal RNA, partial sequence 1 
Halobacteriales; 


Archaea; 
457424 Archaea_16S 
tibetensis DS12 
Euryarchaeota; 

457424 Archaea_16S 
haloterrestris 135 
Archaea; 
457424 Archaea_16S 


Halobacteriales; 


Euryarchaeota; 


Halobacteria; 
RNA, partial sequence 


Halobacteria; 


Euryarchaeota; 


Euryarchaeota; 


113262 113286 77 101 gi| 254971294 
RNA, partial sequence 111838 11330 
Halobacteria; Halobacteriales; Halobacter 


116280 116304 77 

partial sequence 
Halobacteriaceae; 
117802 117826 77 101 


101 


Halobacteria; 
119307 119331 77 


101 


Halobacteriaceae; 
120811 120835 77 101 


Halobacteria; 
125245 125269 77 101 
Halobacteriaceae; 
126769 126793 77 101 


128289 128313 77 101 


Halobacteriales; 
146138 146162 77 101 
Halobacteriales; 
153626 153650 77 101 

Halobacteria; 
155150 155174 77 101 
Halobacteriales; 

158159 158183 77 

16S ribosomal RNA, 

Halobacteria; 
159680 159704 


101 


ae 101 


gi 


114855 116327 Halof 
Haloferax. 


gi 


ribosomal RNA, partial sequence ui 
Halobacteriales; 


gi 


gi 


1 16S ribosomal RNA, partial sequence 
Halobacteriales; 


gi 


123822 125292 Halob 
Halobiforma. 


gi 


125343 126816 Natri 
Halobacteriaceae; Natrinema. 


gi 


126867 128336 Halor 


Halobacteriales; Halobacteriaceae; Halorubrum. 
144634 144658 77 101 gi| 254971269 
ribosomal RNA, partial sequence 143230 14466 


Halobacteriaceae; 


gi 


144714 146185 Haloc 
Halobacteriaceae; 


gi 


gi 


16S ribosomal RNA, partial sequence 153724 1 


Halobacteria; Halobacteriaceae; 


gi 


partial sequence 
Halobacteriales; 


gi 


254971291 


254971290 

1637 
Halobacter 
254971289 


117900 119338 Haloquadratum walsbyi 
Haloquadratum. 


254971287 

11938 
Halobacter 
254971283 


254971281 


254971280 


H 
254971268 


H 
254971263 

5220 
Halobacter 
254971262 

5519 
H 
254971260 

15675 
Halobacter 
254971259 


hulunbeirensis X 
Archaea; 


21 16S ribosomal RNA, 


partial sequence 1 


Euryarchaeota; 


Halobacteria; 


Halobacteriales; 


Halobacter 


5825 


457424 Archaea_16S 
16S ribosomal RNA, 
Halobacteria; 
457424 Archaea_16S 


Halobacteriales; 


161186 161210 77 101 
partial sequence 


165686 165710 77 101 


gi 


gi 


thermotolerans PR5 16S ribosomal RNA, partial sequence 


Archaea; 
457424 Archaea_16S 
borinquense DSM 
DSM 11551 Archaea; 
457424 Archaea_16S 
larsenii XH-48 1 
Euryarchaeota; 
457424 Archaea_16S 


Euryarchaeota; 


Halobacteria; 
170152 170176 77 101 
Euryarchaeota; Halobacteria; 
171652 171676 77 101 


6S ribosomal RNA, partial sequence 
Halobacteria; 


Halobacteriales; 


173137 173161 77 101 


Halobacteriales; 


gi 


11551 16S ribosomal RNA, partial sequence a3 
Halobac 


gi 


170247 1 
Halobacteriaceae; 


gi 


hamelinensis 100A6 16S ribosomal RNA, partial sequence 


Archaea; 
457424 Archaea_16S 


TL6 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Halobacteria; 


457424 Archaea_16S 180506 180530 77 101 gi| 254971244 
innermongolicus N-1311 16S ribosomal RNA, partial sequence 17910 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteri 
Natronolimnobius. 

457424 Archaea_16S 181989 182013 77 101 gi| 254971243 
baerhuensis IHC-005 16S ribosomal RNA, partial sequence 18058 
Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
457424 Archaea_16S 183489 183513 77 101 gi| 254971242 


4P 16S ribosomal 
Halobacteria; 
457424 Archaea_16S 


Aa 2.2 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Halobacteria; 


Euryarchaeota; 


RNA, partial sequence 
Halobacteriales; 


Halobacteria; 


177541 177565 77 101 


Halobacteriaceae; 


Halobacteriaceae; 


186534 186558 77 101 


Halobacteriaceae; 


Halobacteriales; 


gi 


176132 177566 Halof 
Haloferax. 


182070 183536 Halor 
Halorubrum. 


gi 


254971258 


159778 161224 Natrialba aegyptia Archaea; 
Halobacteriaceae; Natrialba. 


254971255 
16427 
Halobacter 
254971252 
6874 
teriales; 
254971251 
7167 
H 
254971250 
L773 
Halobacter 
254971247 


ref|NR_028212.1 
iaceae; 

ref|NR_028209.1 
erax 


ref|NR_028208.1 


iaceae; 
ref |NR_028207.1 


ref |NR_028205.1 


iaceae; 
ref|NR_028201.1 
iforma lacisalsi 


ref 
nema 


NR_028199.1 
altunense 


ref|NR_028198.1 
ubrum tibetense 


ref|NR_028187.1 
3 Halobacterium 
alobacterium. 
ref|NR_028186.1 
occus dombrowski 
alococcus. 
ref|NR_028181.1 
2 153673 Natria 
iaceae; Natrialb 
ref|NR_028180.1 


alalkalicoccus. 
ref|NR_028178.1 
0 158206 Halobi 
iaceae; Halobifo 
ref|NR_028177.1 
7 #159727 Natria 
iaceae; Natrialb 
ref|NR_028176.1 


ref|NR_028173.1 
7 165727 Halote 
iaceae; Haloterr 
ref|NR_028170.1 
6 170196 Haloge 
Halobacteriaceae 
ref|NR_028169.1 


alostagnicola. 
ref|NR_028168.1 
0 173164 Haloco 
iaceae; Halococc 
ref|NR_028165.1 
erax prahovense 


ref|NR_028162.1 
0 180534 Natron 
ales; Halobacter 


ref|NR_028161.1 
5 182019 Natron 
iaceae; Natronol 
ref|NR_028160.1 
ubrum terrestre 


254971240 


larsenii Archaea; 


Archaea; 


Haloferax mediterranei 


9 Haloferax mediterranei ATCC 33500 
Haloferax. 


Haloferax larsenii 
Euryarchaeota; 


Haloterrigena 


8 117849 Haloterrigena saccharevitans 
Haloterrigena. 


Haloquadratum walsbyi 
Archaea; Euryarchaeota; 


Halorubrum 


9 120858 Halorubrum xinjiangense 
Halorubrum. 


Halobiforma lacisalsi 
Archaea; Euryarchaeota; 


Natrinema altunense 
Euryarchaeota; 


Halorubrum tibetense 
Archaea; Euryarchaeota; 


Halobacterium 
noricense Archaea; 


Halococcus dombrowskii 
i Archaea; 


Natrialba 
lba chahannaoensis 
a. 
Halalkalicoccus 


7 Halalkalicoccus tibetensis Archaea; 


Halobiforma 
forma haloterrestris 
rma. 
Natrialba 
lba hulunbeirensis 
iy 
Natrialba aegyptia 40 


Euryarchaeota; 


Haloterrigena 

rrigena thermotolerans 

igena. 

Halogeometricum 

ometricum borinquense 

; Halogeometricum. 
Halostagnicola 


9 Halostagnicola larsenii Archaea; 


Halococcus 

ccus hamelinensis 

us. 

Haloferax prahovense 
Archaea; Euryarchaeota; 


Natronolimnobius 
olimnobius 
iaceae; 


Natronolimnobius 
olimnobius baerhuensis 
imnobius. 

Halorubrum terrestre 
Archaea; Euryarchaeota; 


ref |NR_028158.1 


185109 186581 Haloferax lucentense Archaea; 
Haloferax. 


Haloferax lucentense 
Euryarchaeota; 


457424 Archaea_16S 192407 192431 77 
nitratireducens C231 16S ribosomal RNA, 
Archaea; Euryarchaeota; Halobacteria; Ha 
457424 Archaea_16S 195392 195416 77 
TM 16S ribosomal RNA, partial sequence 
Euryarchaeota; Halobacteria; Halobacteri 
457424 Archaea_16S 196897 196921 77 
XF10 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; Halobacte 
457424 Archaea_16S 201343 201367 77 
tibetense GA33 16S ribosomal RNA, partia 
Euryarchaeota; Halobacteria; Halobacteri 
457424 Archaea_16S 202845 202869 77 
salinarum strain 
Archaea; Euryarchaeota; Halobacteria; 
457424 Archaea_16S 1426 1453 
zilligii strain Kl 16S ribosomal RNA, 
Archaea; Crenarchaeota; Thermoprotei; De 
457424 Archaea_16S 42671 42706 77 
BD-3 16S ribosomal RNA, partial sequence 
Euryarchaeota; Halobacteria; Halobacteri 
457424 Archaea_16S 86016 86055 72 
acidophilum 122-1B2 16S ribosomal RNA, p 
Archaea; Euryarchaeota; Thermoplasmata; 
457424 Archaea_16S 87542 87577 77 
TR-1 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; Halobacte 
457424 Archaea_16S 107156 107191 77 
mukohataei arg-2 16S ribosomal RNA, part 
Euryarchaeota; Halobacteria; Halobacteri 
457424 Archaea_16S 108673 108708 77 
argentinensis arg-1 16S ribosomal RNA, p 
Archaea; Euryarchaeota; Halobacteria; Ha 
457424 Archaea_16S 185011 185046 77 
Y-27 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; Halobacte 
457424 Archaea_16S 38146 38176 71 
strain IC-059 16S ribosomal RNA, partial 
Crenarchaeota; Thermoprotei; Thermoprote 
457424 Fungi_16S 1453 1484 67 
strain IFM 10035 16S ribosomal RNA, part 
Actinobacteria; 

457424 Fungi_16S 
strain IFM 078 
Actinobacteria; 
457424 Fungi_16S 
strain IFM 057 
Actinobacteria; 
457424 Fungi_16S 
strain YZ-96 1 
Actinobacteria; 
457424 Fungi_16S 12078 12114 62 
yamanashiensis strain IFM 0265 16S ribos 
yamanashiensis Bacteria; Actinobacteria; 
Nocardiaceae; Nocardia. 

465556 Bacteria_16S 3233710 3233619 7 
acanthamoebae str 
acanthamoebae Bac 
465556 Bacteria_16S 1247921 1247837 14 
hartmannellae strain AlHsp 16S ribosomal 
hartmannellae Bac 
465556 Bacteria_16S 1367380 1367299 17 
strain E58 16S ribosomal RNA, 
Chlamydiae; Chlamydiales; Chlamydiaceae; 
465556 Bacteria_16S 1399033 1398952 17 
aurantiaca strain T-27 16S ribosomal RNA 
Bacteria; Gemmatimonadetes; Gemmatimonad 
465556 Bacteria_16S 4080215 4080130 13 
strain BC-3 16S r 
Tenericutes; Mollicutes; 
465556 Bacteria_16S 4148680 4148595 13 


Ha 
71 


pa 


2962 2993 67 
4 16S ribosomal RNA, parti 


4500 4531 67 
5 16S ribosomal RNA, parti 


7616 7647 67 
6S ribosomal RNA, partial 


strain M55 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Tenericutes; Mollicutes; 


91-R6 16S ribosomal RNA, partial seque 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


Actinobacteridae; Actinomycetales; Cory 


ain Bn9 16S ribosomal RNA, 
teria; Chlamydiae; Chlamydiales; Parac 


teria; Chlamydiae; Chlamydiales; Parac 


complete sequence 


ibosomal RNA, partial sequence 
Entomoplasmatales; 


101 gi|254971235|ref|NR_028153.1| Halobiforma 
partial sequence 191003 192437 Halobiforma nitratireducens 
lobacteriales; Halobacteriaceae; Halobiforma. 

101 gi|254971233|ref|NR_028151.1| Haloferax alexandrinus 

193968 195439 Haloferax alexandrinus Archaea; 
ales; Halobacteriaceae; Haloferax. 

101 gi|254971232|ref|NR_028150.1| Natrinema versiforme 

195490 196927 Natrinema versiforme Archaea; Euryarchaeota; 
riaceae; Natrinema. 

101 gi|254971229|ref|NR_028147.1| Natronorubrum 
1 sequence 199917 201390 Natronorubrum tibetense Archaea; 
ales; Halobacteriaceae; Natronorubrum. 

101 gi|219878416|ref|NR_025555.1| Halobacterium 

nce 201441 202874 Halobacterium salinarum 
lobacteriales; Halobacteriaceae; Halobacterium. 

98 gi| 265679008 |ref|NR_029316.1| Sulfophobococcus 
rtial sequence 1 1463 Sulfophobococcus zilligii 
sulfurococcales; Desulfurococcaceae; Sulfophobococcus. 

dL gi|254971311|ref|NR_028229.1| Haloarcula amylolytica 

41247 42718 Haloarcula amylolytica Archaea; 
ales; Halobacteriaceae; Haloarcula. 

110 gi|254971317|ref|NR_028235.1| Thermoplasma 
artial sequence 84597 86067 Thermoplasma acidophilum 
Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 

111 gi|254971316|ref|NR_028234.1| Haloarcula japonica 

86118 87589  Haloarcula japonica Archaea; Euryarchaeota; 
riaceae; Haloarcula. 

111 gi|254971301|ref|NR_028219.1| Halomicrobium 
ial sequence 105730 107198 Halomicrobium mukohataei Archaea; 
ales; Halobacteriaceae; Halomicrobium. 

111 gi|254971300|ref|NR_028218.1| Haloarcula 
artial sequence 107249 108715 Haloarcula argentinensis 
lobacteriales; Halobacteriaceae; Haloarcula. 

111 gi|254971241|ref|NR_028159.1| Haloarcula hispanica 

183587 185058 Haloarcula hispanica Archaea; Euryarchaeota; 
riaceae; Haloarcula. 

101 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 

sequence 36706 38182 Vulcanisaeta souniana Archaea; 
ales; Thermoproteaceae; Vulcanisaeta. 

98 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
ial sequence 1 1514 Nocardia arthritidis Bacteria; 

nebacterineae; Nocardiaceae; Nocardia. 

98 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
al sequence 1564 3016 Nocardia pneumoniae Bacteria; 

nebacterineae; Nocardiaceae; Nocardia. 

98 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
al sequence 3067 4565 Nocardia araoensis Bacteria; 

nebacterineae; Nocardiaceae; Nocardia. 

98 gi| 265678348 |ref|NR_028650.1| Nocardia shimofusensis 
sequence 6163 7670 Nocardia shimofusensis Bacteria; 

nebacterineae; Nocardiaceae; Nocardia. 

98 gi|219857175|ref|NR_024803.1| Nocardia 
omal RNA, partial sequence 10639 12137 Nocardia 
Actinobacteridae; Actinomycetales; Corynebacterineae; 

98 gi|219846765|ref|NR_026357.1| Parachlamydia 

complete sequence 3232707 3234247 Parachlamydia 
hlamydiaceae; Parachlamydia. 

98 gi| 219857449 |ref|NR_025037.1| Neochlamydia 

RNA, partial sequence 1246931 1248459 Neochlamydia 
hlamydiaceae; Neochlamydia. 

98 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 

1366379 1367926 Chlamydophila pecorum E58 Bacteria; 
Chlamydophila. 

98 gi|228715357|ref|NR_027529.1| Gemmatimonas 
, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 
ales; Gemmatimonadaceae; Gemmatimonas. 

98 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 

4079234 4080748 Spiroplasma melliferum Bacteria; 
Spiroplasmataceae; Spiroplasma. 
98 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 


Spiroplasmataceae; 


4147699 4149213 Spiroplasma insolitum Bacteria; 
Spiroplasma. 


465556 Bacteria_16S 
strain H168 16S r 
Firmicutes; Clost 
465556 Bacteria_16S 
strain WSU 86/104 


ibosomal RNA, 
ridia; 


4 16S ribosomal RNA, 


323288 323208 18 


Halanaerobiales; 
973628 973548 18 


98 


complete sequence 


98 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


465556 Bacteria_16S 
bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 
465556 Bacteria_16S 
strain s840-96-2 
Firmicutes; Clost 
465556 Bacteria_16S 
strain CCUG 47334 
Bacteria; Firmicutes; 
465556 Bacteria_16S 


saalensis strain ZF2 16S ribosomal RNA, partial sequenc 
Clostridiales; 


Bacteria; Firmicutes; 
Sedimentibacter. 
465556 Bacteria_16S 


acetigenes strain Lup33 16S ribosomal RNA, partial sequ 


Bacteria; 
Sporanaerobacter. 
465556 Bacteria_16S 
strain LYP 16S ri 
Proteobacteria; D 
465556 Bacteria_16S 
strain BS 16S rib 
Firmicutes; Clost 
465556 Bacteria_16S 
oxalivorans strai 
oxalivorans Bacteria; 
465556 Bacteria_16S 
oxalaticus strain 
Bacteria; Firmicutes; 
465556 Bacteria_16S 
thalassicus strai 
thalassicus Bacteria; 
465556 Bacteria_16S 
moscoviensis stra 
moscoviensis Bact 
465556 Bacteria_16S 
acrylicus strain 
Bacteria; Proteob 
465556 Bacteria_16S 
toyohensis strain 
TOBE Bacteria; Fi 
465556 Bacteria_16S 
islandicus strain 
Bacteria; Nitrosp 
465556 Bacteria_16S 
saccharolytica st 
saccharolytica Ba 
Soehngenia. 
465556 Bacteria_16S 
hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 
465556 Bacteria_16S 
formicigenes stra 
formicigenes Bacteria; 
465556 Bacteria_16S 
albertensis strai 
albertensis Bacteria; 
Acidithiobacillus. 
465556 Bacteria_16S 
caldus strain KU 
Proteobacteria; G 
465556 Bacteria_16S 
DSM 316 16S ribosomal 
Clostridia; 


Firmicutes; 


ridia; 


ridia; 


rmicutes; 


cteria; 


Bacteria; 
acter. 


Clostridiales; 


1390104 1390024 17 
Proteobacteria; 
1418596 1418516 18 


Clostridiales; 
1614232 1614152 18 


Clostridia; 
1768012 1767932 18 


Clostridia; 


2254724 2254644 18 


Clostridiales; 
3121612 3121532 18 


Firmicutes; Bacillales; 
3123159 3123079 18 


Bacillales; 
4183933 4183853 18 


Firmicutes; Clostridia; 
125321 125238 15 


3766510 3766431 18 


2755971 2755889 16 
Clostridia; 
3288128 3288046 16 
4072514 4072432 16 
Firmicutes; 
329449 329369 18 
Firmicutes; 
417751 417671 18 


Firmicutes; Clostridia 
563331 563250 17 


Proteobacteria; 
2997748 2997667 17 
3532000 3531919 17 


RNA, partial sequence 
Clostridiaceae; 


gi 
32 


Halanaerobiace 


gi 


complete sequence 


ain HD 100 16S ribosomal RNA, partial 
00 Bacteria; 


265678845 
2285 32381 
ae; 
265678395 

97261 


Haloth 


ref 


ref 


7 974173 Waddl 


NR_029150.1 


thrix. 
NR_028697.1 


i 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 
ermo 


Waddlia chondrophila 
a chondrophila Bacteria; 


97 gi|228716586|ref|NR_027553.1| Bdellovibrio 

sequence 1389197 1390490 Bdellovibrio 
Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
98 gi| 224581446 |ref|NR_027228.1| Helcococcus ovis 


98 


98 


98 


98 


98 


98 


98 


97 


98 


98 


98 


98 


98 


, 


98 


98 


98 


3531057 3532455 Sarcina maxima Bacteria; 
Sarcina. 


16S ribosomal RNA, partial sequence 1417633 14190 
Clostridiales Fa 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


gi 


Clostridiaceae; 


gi 


n RAOx-FS 16S ribosomal RNA, partial s 
Paenibaci 


gi 


RAOx1 16S ribosomal RNA, partial sequ 
Paenibacillaceae; Ane 


gi 


n SC 562 16S ribosomal RNA, partial se 
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2473401 2473321 18 98 gi|219857401|ref|NR_024989.1| Smithella propionica 
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465556 Bacteria_16S 4139286 4139201 13 98 gi|219846121|ref|NR_025711.1| Spiroplasma 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 4139820 Spiroplasma 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
465556 Bacteria_16S 4157925 4157840 13 98 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
465556 Bacteria_16S 14434 14366 30 98 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 
Francisella. 

465556 Bacteria_16S 96252 96172 18 98 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

465556 Bacteria_16S 102412 102332 18 98 gi| 265678995 |ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

465556 Bacteria_16S 105449 105365 14 98 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
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465556 Bacteria_16S 1101053 1100973 18 98 gi|265678309|ref|NR_028611.1| Clostridium hiranonis 
strain TO-931 16S ribosomal RNA, partial sequence 1100149 1101541 Clostridium hiranonis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
465556 Bacteria_16S 1194993 1194909 14 98 gi|228715634|ref|NR_027536.1| Carboxydibrachium 
pacificum DSM 12653 16S ribosomal RNA, partial sequence 1194029 1195514 Carboxydibrachium pacificum 
DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Carboxydibrachium. 
465556 Bacteria_16S 1237353 1237273 18 98 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 
465556 Bacteria_16S 1244900 1244820 18 98 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
metallireducens strain 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
metallireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
465556 Bacteria_16S 1265841 1265761 18 98 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 
16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
465556 Bacteria_16S 1314059 1313975 14 98 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
465556 Bacteria_16S 1341674 1341594 18 98 gi|228721140|ref|NR_027603.1| Desulfitobacterium 
hafniense strain DCB-2 16S ribosomal RNA, partial sequence 1340674 1342203 Desulfitobacterium hafniense 
DCB-2 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 


465556 Bacteria_16S 1384076 1383996 18 98 gi|228716944|ref|NR_027557.1| Roseburia intestinalis 
strain L1-82 16S ribosomal RNA, partial sequence 1383100 1384581 Roseburia intestinalis L1-82 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Roseburia. 

465556 Bacteria_16S 1447908 1447828 18 98 gi|224581422|ref|NR_027203.1| Mogibacterium 


neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 


465556 Bacteria_16S 1464378 1464298 18 98 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

465556 Bacteria_16S 1491716 1491636 18 98 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 1506556 1506472 14 98 gi|219846365|ref|NR_025956.1| Thermoanerobacter 


brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

465556 Bacteria_16S 1577524 1577444 18 98 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


465556 Bacteria_16S 1670618 1670538 18 98 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 1693383 1693303 18 98 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 
465556 Bacteria_16S 1909288 1909208 18 98 gi|219878257|ref|NR_025396.1| Aerococcus 


sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 


465556 Bacteria_16S 1927666 1927598 30 98 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 
strain L1/68 16S ribosomal RNA, partial sequence 1926697 1928210 Ignatzschineria larvae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Ignatzschineria. 

465556 Bacteria_16S 2032634 2032554 18 98 gi|219878174|ref|NR_025313.1] Alicyclobacillus 


hesperidum strain FR-11 16S ribosomal RNA, partial sequence 2031681 2033165 Alicyclobacillus hesperidum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


465556 Bacteria_16S 2071126 2071058 30 98 gi| 219878143 |ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

465556 Bacteria_16S 2104771 2104691 18 98 gi|219878117|ref|NR_025256.1| Anoxynatronum 


sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 
465556 Bacteria_16S 2289962 2289882 18 98 gi|219857539|ref|NR_025127.1| Lachnobacterium bovis 
strain LRC 5382 16S ribosomal RNA, partial sequence 2288984 2290436 Lachnobacterium bovis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 
465556 Bacteria_16S 2326235 2326155 18 98 gi|219857512|ref|NR_025100.1]| Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 

Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
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ostridiale 
219857173 
27221 
Alicycloba 
219857168 
quence 
acillaceae 
219857126 
ial sequen 
clobacilla 
219857125 
ce 27867 
Alicycloba 
219857121 
sequence 

iales; Clo 
219856893 
28456 
mily XIII. 
219856869 


naerobacte 
219846905 
ial sequen 
tridiales; 
219846901 


219846866 
quence 
naerobacte 


219846862 
ial sequen 
rnobacteri 
219846828 


3140051 3141558 Gemel 


la 
219846827 


3141609 31431 


Sedis; Gem 
219846817 
equence 

les; Lachn 
219846805 
31735 
s; Thermoa 
219846768 


16S ribosomal RNA, partial sequence 3228194 32296 


mily XI. I 
219846766 


16S ribosomal RNA, partial sequence 3231181 32326 


mily XI. I 
219846720 


ref|NR_025091.1 
cterium. 
ref|NR_025056.1 
07 2388807 Thermo 
naerobacteraceae 
ref |NR_024993.1 


m. 
ref|NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024917.1 
2571864 257337 

s; Clostridiacea 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref |NR_024796.1 
2728379 272981 

; Alicyclobacill 
ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref|NR_024749.1 
2792664 279412 
stridiaceae; Clo 
ref|NR_024712.1 
66 2847142 Mogiba 
Incertae Sedis; 


ref|NR_024688.1 


raceae; Thermace 
ref|NR_026497.1 
ce 3027026 302853 
Peptococcaceae; 
ref|NR_026493.1 
ridium indolis B 


NR_026458.1 
6 
s; Thermoana 
ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026420.1 
la bergeri Bacte 
ref|NR_026419.1 
ella. 
ref|NR_026409.1 

3156952 315844 
ospiraceae. 
ref |NR_026397.1 
65 3175071 Thermo 
naerobacteraceae 
ref |NR_026360.1 
00 Anaerococcus 
ncertae Sedis; A 
ref|NR_026358.1 
56 Peptoniphilus 
ncertae Sedis; P 
ref |NR_026312.1 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 


Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Clostridium fimetarium 


v 


77 Clostridium fimetarium Bacteria; 


Thermohalobacter 
halobacter berrensis 
Desulfosporosinus 
osporosinus meridiei 

Ss. 
Clostridium 
7 Clostridium 
e; Clostridium. 
Alicyclobacillus 
lobacillus pomorum 


Alicyclobacillus 
6 Alicyclobacillus 
us. 
Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Clostridium 
8 Clostridium 
stridium. 
Mogibacterium vescum 
cterium vescum Bacteria; 
Mogibacterium. 
Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Clostridium indolis 

acteria; Firmicutes; 


Thermoanaerobacter 
6 Thermoanaerobacter 
erobacteraceae; 


Granulicatella 
3 Granulicatella 
tella. 

Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Desulfotomaculum 
6 Desulfotomaculum 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 
Anaerococcus octavius 


v 


octavius Bacteria; 


naerococcus. 
Peptoniphilus harei 
harei Bacteria; 

eptoniphilus. 
Blautia schinkii 


strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; Firmicutes; 


Clostridia; Clost 


ridiales; Blautia. 


465556 Bacteria_16S 3489630 3489550 18 98 gi|219846 


strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa 


583|ref|NR_026175.1 


Desulfuromusa bakii 
bakii Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 


465556 Bacteria_16S 3530472 3530392 18 98 gi|219846 


556|ref|NR_026148.1 


Clostridium 


homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 


homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
465556 Bacteria_16S 3542806 3542738 30 98 gi|219846548|ref|NR_026140.1 


Clostridium. 
Bacillus clausii 


strain DSM 8716 16S ribosomal RNA, partial sequence 3541838 3543342 Bacillus clausii Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 


465556 Bacteria_16S 3582293 3582213 18 98 gi|219846521|ref|NR_026113.1 


Clostridium 


stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequence 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


Clostridiaceae; Clostridium. 


465556 Bacteria_16S 3583842 3583762 18 98 gi|219846520|ref|NR_026112.1 


Clostridia; Clostridiales; 


Clostridium 


thermopalmarium strain BVP 16S ribosomal RNA, partial sequence 3582883 3584385 Clostridium 


thermopalmarium Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
465556 Bacteria_16S 3594664 3594584 18 98 gi|219846512|ref|NR_026104.1 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 359520 


cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; 


465556 Bacteria_16S 3596201 3596121 18 98 gi|219846511|ref|NR_026103.1 
strain 743A 16S ribosomal RNA, partial sequence 3595254 35967 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 3599282 3599202 18 98 gi|219846508|ref|NR_026100.1 


celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 35998 


Clostridium. 
Clostridium 
3 Clostridium 


Clostridiaceae; Clostridium. 


Clostridium populeti 


42 Clostridium populeti Bacteria; 


Clostridium 
6 Clostridium 


2 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


465556 Bacteria_16S 3666132 3666052 18 98 gi|219846461|ref|NR_026053.1 
3665143 366662 


restrictus strain PER-K23 16S ribosomal RNA, partial sequence 


Dehalobacter 
8 Dehalobacter 


restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 


465556 Bacteria_16S 3685796 3685716 18 98 gi| 219846447 |ref|NR_026038.1 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 368631 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 
465556 Bacteria_16S 3693382 3693302 18 98 gi|219846442|ref|NR_026033.1 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methyl 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
465556 Bacteria_16S 3872432 3872352 18 98 gi|219846314|ref|NR_025904.1 


Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Methylosphaera 
osphaera hansonii 
Methylosphaera. 
Gemella morbillorum 


strain 2917B 16S ribosomal RNA, partial sequence 3871442 3872977 Gemella morbillorum Bacteria; 


Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; 


465556 Bacteria_16S 3874019 3873939 18 98 gi|219846313|ref|NR_025903.1 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemell 


Gemella. 


Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 
465556 Bacteria_16S 3881741 3881657 14 98 gi|219846308|ref|NR_025898.1 


thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 


thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoana 


Thermoanaerobacter. 


465556 Bacteria_16S 3883313 3883229 14 98 gi| 219846307 |ref|NR_025897.1 


brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial 


Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
465556 Bacteria_16S 3932371 3932291 18 98 gi|219846272|ref|NR_025862.1 
adiacens strain GIFU 12706 16S ribosomal RNA, complete sequence 3931373 393277 
eae; Granulicatella 
465556 Bacteria_16S 4006033 4005949 14 98 gi|219846221|ref|NR_025811.1 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 400647 


adiacens Bacteria; Firmicutes; Lactobacillales; Carnobacteriac 


chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Al 
Salinimonas. 


465556 Bacteria_16S 4045457 4045373 14 98 gi|219846190|ref|NR_025780.1 


strain TF-22T 16S ribosomal RNA, partial sequence 4044490 40 


vulcanalis strain CsHg2 16S ribosomal RNA, partial sequence 40 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicycl 


465556 Bacteria_16S 4066549 4066469 18 98 gi|219846175|ref|NR_025765.1 


strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 40 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desul 


465556 Bacteria_16S 4102754 4102686 30 98 gi|219846151|ref|NR_025741.1 


strain PAT 05 16S ribosomal RNA, partial sequence 4101786 41 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


465556 Bacteria_16S 4105764 4105684 18 98 gi| 219846149 |ref|NR_025739.1 


strain MB 1871 16S ribosomal RNA, partial sequence 4104804 41 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


465556 Bacteria_16S 4128574 4128490 14 98 gi|219846131|ref|NR_025721.1 


halophilus strain JC2043 16S ribosomal RNA, partial sequence 


3880766 388228 


sequence 388233 


teromonadales; Alte 


47566 4049023 Alicyc 
obacillus. 


66984 Desulfovibrio 
fovibrionaceae; Des 


06311 Paenibacillus 


Clostridia; 


Gemella haemolysans 
a haemolysans ATCC 10379 


Thermoanaerobacter 
7 Thermoanaerobacter 
erobacteraceae; 


Thermoanaerobacter 
8 3883860 


Granulicatella 

8 Granulicatella 
Salinimonas 

7 Salinimonas 

romonadaceae; 


Alteromonas litorea 


45945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
465556 Bacteria_16S 4048529 4048449 18 98 gi|219846188|ref|NR_025778.1 


as. 
Alicyclobacillus 
lobacillus vulcanalis 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Bacillus patagoniensis 


03187 Bacillus patagoniensis Bacteria; 


Paenibacillus lactis 
lactis Bacteria; 


4127615 412904 


Aestuariibacter 
8 Aestuariibacter 


halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Aestuariibacter. 


465556 Bacteria_16S 4220323 4220243 18 98 gi|219846061|ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 11312 11233 18 97 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

465556 Bacteria_16S 50881 50802 18 97 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
465556 Bacteria_16S 180042 179959 15 98 gi| 265678943 |ref|NR_029251.1| Methylococcus 
thermophilus strain IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 


thermophilus Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylococcus. 

465556 Bacteria_16S 265642 265559 15 98 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
465556 Bacteria_16S 673811 673728 15 98 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 
strain M343/98/2 16S ribosomal RNA, partial sequence 672829 674265 Actinomyces coleocanis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
465556 Bacteria_16S 754657 754590 30 97 gi 
valvarum strain MDA3079 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardioba 
465556 Bacteria_16S 1894563 1894484 18 97 gi 
norvegicum strain DSM 1741 16S ribosomal RNA, partial s 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteri 
Desulfomicrobium. 
465556 Bacteria_16S 


a; 


1977759 1977680 18 97 gi 
macestii strain M-9 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
465556 Bacteria_16S 3224667 3224584 15 98 gi 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Actinomyces. 
465556 Bacteria_16S 3314009 3313930 18 97 gi 
vietnamensis strain G3 100 16S ribosomal RNA, partial s 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacte 
Desulfovibrio. 
465556 Bacteria_16S 
strain LF13 16S r 
Caldithrix. 
465556 Bacteria_16S 


ib 


al 


ri 


582857 582775 16 98 
ibosomal RNA, partial sequence 


gi 


1060601 1060519 16 98 gi 
hydrothermalis strain Tl 16S ribosomal RNA, partial seq 
hydrothermalis Bacteria; Deinococcus-Thermus; Deinococc 
465556 Bacteria_16S 1305015 1304933 16 98 gi 
owensensis OL 16S ribosomal RNA, partial sequence 


ue 
i; 


nomycineae 
265678543 
ence 75371 
cteriales; 
219878268 
eq 


uence 


219878210 


19767 
rionales 


219846771 


32236 
es; 


219846711 
equence 


a; Desul 


265678664 
581868 58337 


265678337 


nce 
Thermal 


219846460 
1304017 13055 


Desulfo 


Acti 


2 AC 
ref 


Car 
ref 


vibr 
ref 


7 De 
ref 


nomy' 


ref 


fovi 


ref 


ref 


es; 
ref 


9 755211 Cardi 


1893578 18950 


73 1978275 Desul 


89 3225098 Actin 


3313036 33145 


1059624 10611 


tinomycetac 
NR_028847.1 


diobacteriac 
NR_025407.1 
9 
ionales; Des 
NR_025349.1 
£ 
sulfomicrobi 
NR_026363.1 
fo) 
cineae; Acti 
NR_026303.1 
3 
brionales; D 


NR_028969.1 


NR_028639.1 
1 
Thermaceae; 
NR_026051.1 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 

Sedis; Caldicellulosiruptor. 

465556 Bacteria_16S 1324923 1324841 16 98 gi|219878140|ref|NR_025279.1 
kristjanssonii 177R1B strain 16S ribosomal RNA, partial sequence 1323941 132544 
kristjanssonii 177R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; T 
Family III. Incertae Sedis; Caldicellulosiruptor. 

465556 Bacteria_16S 1496191 1496109 16 98 gi|219846691|ref|NR_026283.1 
9187 strain TA 4r 16S ribosomal RNA, complete sequence 1495267 1496682 Tolumo 
Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Tol 
465556 Bacteria_16S 2101637 2101555 16 98 gi|219878121|ref|NR_025260.1 
strain SW-47 16S ribosomal RNA, partial sequence 2100672 21021 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromon 
465556 Bacteria_16S 2345780 2345698 16 98 gi| 219857497 |ref|NR_025085.1 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenib 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

465556 Bacteria_16S 3018909 3018827 16 98 gi|219846911|ref|NR_026503.1 
SPS-17 16S ribosomal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacte 
Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

465556 Bacteria_16S 3364455 3364373 15 97 gi|219846674|ref|NR_026266.1 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 3363492 336498 
spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verruco: 
Verrucomicrobium. 

465556 Bacteria_16S 4051 3966 13 98 gi|265679061|ref|NR_029369.1 


strain SE-32A-C8 16S ribosomal RNA, partial sequence 3080 


4533 


e 


fo} 


ae; Actinomyces. 
Cardiobacterium 

bacterium valvarum 

eae; Cardiobacterium. 
Desulfomicrobium 

4 Desulfomicrobium 

ulfomicrobiaceae; 


Desulfomicrobium 
omicrobium macestii 
aceae; Desulfomicrobium. 
Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Desulfovibrio 
8 Desulfovibrio 


esulfovibrionaceae; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Marinithermus 
6 Marinithermus 
Marinithermus. 
Caldicellulosiruptor 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 

Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Tolumonas auensis DSM 
nas auensis DSM 9187 
umonas. 

Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Paenibacillus 
acillus granivorans 


Thermus oshimai strain 
ria; Deinococcus- 


Verrucomicrobium 
3 Verrucomicrobium 
microbiaceae; 


Legionella erythra 


Legionella erythra Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


465556 Bacteria_16S 76582 76505 21 98 gi|265679013|ref|NR_029321.1]| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

465556 Bacteria_16S 178562 178481 17 98 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

465556 Bacteria_16S 394545 394468 21 98 gi|265678792|ref|NR_029097.1| Oribacterium sinus 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribacterium sinus Bacteria; 


Firmicutes; 


Clost 
465556 Bacteria _1 


6S 567850 567769 17 98 gi 


ridia; Clostridiales; Lachnospiraceae; 


265678674 


Oribacter 


ium. 
ref |NR_028979.1 


Conexibacter woesei 


strain ID131577 1 
Actinobacteria; R 


strain M39 16S ri 


ubrobacteridae; 
465556 Bacteria_16S 


788430 788349 17 


98 


bosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 566874 56834 
Solirubrobacterales; 


Cc 
gi| 265678520 
787469 78896 


onexibacte 


3 Conexibacter woesei Bacteria; 
raceae; Conexibacter. 

ref|NR_028824.1| Methylophaga alcalica 
2 Methylophaga alcalica Bacteria; 


Proteobacteria; 


Firmicutes; 
strain IBS S6874 


Proteobacteria; 


stellipolaris Bac 
Alteromonas. 


465556 Bacteria_16S 


strain LMG 317541 
Proteobacteria; 


strain K9951 16S 
Proteobacteria; 


limimaris strain 
Bacteria; 


orisratti strain 
orisratti Bacteri 


465556 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; 


beliardensis stra 
beliardensis Bact 


465556 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


465556 Bacteria_16S 


strain LS-13 16S 
Proteobacteria; 


strain 441-1 16S 
Proteobacteria; 


strain M663-98-1 
Firmicutes; Bacil 


465556 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


465556 Bacteria_16S 


strain L2 16S rib 
Proteobacteria; G 


465556 Bacteria_16S 


sulfidovorans str 
sulfidovorans Bac 
Methylophaga. 


465556 Bacteria_16S 


termitidis strain 
termitidis Bacter 
Desulfovibrio. 


465556 Bacteria_16S 


strain WO-44C 16S 


G 
465556 Bacteria 1 
51271 16S ribosomal RNA, 
Clost 
465556 Bacteria_16S 


G 
465556 Bacteria_16S 
stellipolaris str 


G 
465556 Bacteria_16S 


G 
465556 Bacteria_16S 


Proteob 
465556 Bacteria_16S 


G 
465556 Bacteria_16S 


G 
465556 Bacteria_16S 


G 
465556 Bacteria_16S 


ammaproteobacteria; Thiotrichales; Pis 
6S 1499218 1499149 29 98 gi 
complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1646162 1646081 17 98 gi 


ammaproteobacteria; Aeromonadales; Aer 
1860711 1860630 17 98 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


2026752 2026671 17 98 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2188007 2187922 13 98 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2354809 2354732 21 98 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2495891 2495810 18 98 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2501896 2501811 13 98 gi 

16S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
2503402 2503317 13 98 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2982517 2982436 17 98 gi 
TW-183 16S ribosomal RNA, partial seq 
ia; Chlamydiae; Chlamydiales; Chlamydi 
2991697 2991612 13 98 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
2993186 2993101 13 98 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 
3067559 3067474 13 98 


oc 
2 


ri 


ac 


Leg 
gi 


Leg 
gi 


lales; Bacillales Family XI. Incertae 
3266906 3266821 13 98 gi 
ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Legionel 
3268324 3268239 13 98 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3300358 3300277 17 98 gi 
ain RB-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


Se 


la 


io 


qu 
er 


3379565 3379487 18 97 gi 
DSM 5308 16S ribosomal RNA, partial s 


ia; Proteobacteria; Deltaproteobacteria; 


3576366 3576281 13 98 
ribosomal RNA, partial sequence 


gi 


c 


io 


io 
219857380 


artial seq 


ciricketts 
219846656 
1498269 1499735 Caton 
atonella. 
219878446 
16S ribosomal RNA, partial sequence 1645204 16466 
omonadacea 
219878294 
al 
er 


sequenc 


219878178 


20257 


omonadacea 
219857607 
2187032 21885 
nellacea 
219857491 
nc 
ob 


e 23538 


equence 
occaceae 


19857381 


25009 
nellacea 


a; Legio 


219846935 
ue 


nce 


eae; Chl 


219846929 
2990709 29921 
io 
219846928 
2992209 29936 
io 
219846877 
16S ribosomal RNA, partial sequence 3066573 30679 


nellacea 


nellacea 


dis; 


les; Leg 


219846742 
3267345 32688 


nellacea 


219846721 


ence 


ia; Thio 


219846663 
eq 


uence 
Desulfo 


219846525 
3575389 3576854 Legionella feeleii Bacteria; 


ia; Alte 


acterale 
219857386 
s 


iaceae; Methylo 
ref |NR_026248.1 
ella morbi ATCC 
ref|NR_025585.1 
e; Aeromonas. 
ref |NR_025433.1 


e 1859752 186123 
romonadales; Alt 


ref|NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref|NR_025196.1 


e; Legionella. 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_024974.1 

2494920 249625 
; Streptococcus. 
ref |NR_024969.1 
08 2502354 Legion 
e; Legionella. 
ref |NR_024968.1 
uence 250240 
nellales; Legion 
ref|NR_026527.1 

2981577 298305 
amydophila. 
ref|NR_026521.1 
58 Fluoribacter 
e; Fluoribacter 
ref |NR_026520.1 


e; Li 
ref 


egionella. 
NR_026469.1 


ref |NR_026335.1 


ione 
ref 


llaceae; Leg 
NR_026334.1 


e; Legionella. 
ref |NR_026313.1 

3299393 330087 
trichales; Pisci 


ref|NR_026255.1 
3378593 338009 
vibrionales; Des 


Pp 


haga. 
Catonella morbi ATCC 
51271 Bacteria; 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Alteromonas 
3 Alteromonas 
eromonadaceae; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 


Desulfomonile 
omonile limimaris 
Desulfomonile. 
Streptococcus 

6 Streptococcus 


’ 


Legionella waltersii 
ella waltersii Bacteria; 


Legionella 
5 2503874 Legionella 
ellaceae; Legionella. 
Chlamydophila 
5 Chlamydophila 


Fluoribacter gormanii 


gormanii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Gemella palaticanis 


47 Gemella palaticanis Bacteria; 
Gemella 
219846743 
3265947 32672 


Legionella drancourtii 


94 Legionella drancourtii LLAP12 


ionella. 
Legionella lytica 


25 Legionella lytica Bacteria; 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Desulfovibrio 
8 Desulfovibrio 
ulfovibrionaceae; 


ref|NR_026117.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


Legionella feeleii 


Aeromonas bestiarum 
nas bestiarum Bacteria; 


Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Aeromonas 
7 3813828 Aeromonas 


Aeromonadaceae; 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Aeromonas molluscorum 


59 Aeromonas molluscorum Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 


Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Propionispira arboris 
arboris Bacteria; 


Clostridium roseum 


Clostridium roseum Bacteria; 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Microbacterium 
acterium flavescens 
obacteriaceae; 


465556 Bacteria_16S 3612924 3612843 17 98 gi| 219846497 |ref|NR_026089.1 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromo 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
465556 Bacteria_16S 3650735 3650654 17 98 gi|219846471|ref|NR_026063.1 
strain VKM-14L 16S ribosomal RNA, partial sequence 3649747 3651235 Methylocaldum 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methyloca 
465556 Bacteria_16S 3652276 3652195 17 98 gi|219846470|ref|NR_026062.1 
strain LK6 16S ribosomal RNA, complete sequence 3651286 3652776 Methylocaldum 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methyloca 
465556 Bacteria_16S 3813318 3813237 17 98 gi|219846354|ref|NR_025945.1 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 381232 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonas. 

465556 Bacteria_16S 3895737 3895656 17 98 gi|219846298|ref|NR_025888.1 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 38962 

Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

465556 Bacteria_16S 4009047 4008966 17 98 gi|219846217|ref|NR_025807.1 
strain 848 16S ribosomal RNA, partial sequence 4008054 40095 

Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
465556 Bacteria_16S 4136155 4136070 13 98 gi|219846123|ref|NR_025713.1 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
velocicrescens Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmat 
465556 Bacteria_16S 4137721 4137636 13 98 gi|219846122|ref|NR_025712.1 
strain Tab-4c 16S ribosomal RNA, partial sequence 4136739 41382 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
465556 Bacteria_16S 4140853 4140768 13 98 gi|219846120|ref|NR_025710.1 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 414138 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatace 
465556 Bacteria_16S 4142417 4142332 13 98 gi|219846119|ref|NR_025709.1 
strain HYOS-1 16S ribosomal RNA, partial sequence 4141437 41429 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
465556 Bacteria_16S 4143983 4143898 13 98 gi|219846118|ref|NR_025708.1 
strain TN-1 16S ribosomal RNA, partial sequence 4143001 41445 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
465556 Bacteria_16S 4150245 4150160 13 98 gi|219846114|ref|NR_025704.1 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 41507 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
465556 Bacteria_16S 4151801 4151716 13 98 gi|219846113|ref|NR_025703.1 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 41521 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
465556 Bacteria_16S 4153229 4153144 13 98 gi|219846112|ref|NR_025702.1 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 41537 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
465556 Bacteria_16S 4154794 4154709 13 98 gi|219846111|ref|NR_025701.1 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 41553 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
465556 Bacteria_16S 4156360 4156275 13 98 gi|219846110|ref|NR_025700.1 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 41568 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
465556 Bacteria_16S 4159491 4159406 13 98 gi|219846108|ref|NR_025698.1 
strain CCH 16S ribosomal RNA, partial sequence 4158509 41600 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
465556 Bacteria_16S 4161057 4160972 13 98 gi| 219846107 |ref|NR_025697.1 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 416159 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
465556 Bacteria_16S 22097 22017 18 98 gi| 265679049 |ref|NR_029357.1 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626 #Propionispira 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

465556 Bacteria_16S 26712 26632 18 98 gi|265679046|ref|NR_029354.1 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 31332 31264 30 98 gi| 265679043 |ref|NR_029351.1 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 

Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

465556 Bacteria_16S 32864 32784 18 98 gi|265679042|ref|NR_029350.1 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

465556 Bacteria_16S 40165 40097 30 98 gi| 265679037 |ref|NR_029345.1 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphy 


Bacteria; Firmicu 


tes; Bacillales; Staphylococcus. 


Staphylococcus 
lococcus condimenti 


465556 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


465556 Bacteria_16S 


borkumensis strai 
Bacteria; Proteob 


465556 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


465556 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


465556 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


465556 Bacteria_16S 


antarctica strain 
Bacteria; Proteob 


Pseudoalteromonas. 
465556 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


465556 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


465556 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


465556 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


465556 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


465556 Bacteria_16S 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


465556 Bacteria_16S 


intestinale strai 
intestinale Bacte 


465556 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


465556 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


465556 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


465556 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


465556 Bacteria_16S 


whittenburyi stra 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria 


Methylococcaceae; 


465556 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


465556 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


465556 Bacteria_16S 


argentinense stra 
argentinense Bact 


465556 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


acteria; Gammaproteobacteria; Methyloc 
193842 193774 30 98 gi 
in 1521 of Whittenbury 16S ribosomal R 


Methylobacter. 

196863 196795 30 98 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
198345 198265 18 98 gi 
ain 163 16S ribosomal RNA, partial seq 
teria; Firmicutes; Clostridia; Clostri 
207766 207686 18 98 gi 
in ATCC 27322 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
210871 210791 18 98 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 


gi 


465556 Bacteria_16S 


224657 224577 18 98 gi 


44767 44699 30 98 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 

ammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

47794 47726 30 98 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
n Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
acteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

54098 54018 18 98 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

57023 56955 30 98 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 

acteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

58524 58456 30 98 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 

ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

82454 82386 30 98 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 

acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

94658 94590 30 98 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
bosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

114622 114554 30 98 gi| 265678986 |ref|NR_029294.1| Syntrophus buswellii 
ibosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

151028 150960 30 98 gi|265678962|ref|NR_029270.1| Clostridium litorale 
osomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

152596 152517 18 98 gi|265678961|ref|NR_029269.1| Clostridium 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

154146 154066 18 98 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
ridia; Clostridiales; Clostridiaceae; Oxobacter. 

158817 158737 18 98 gi| 265678957 |ref|NR_029265.1| Microbacterium 
n DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Microbacterium. 

161818 161738 18 98 gi|265678955|ref|NR_029263.1| Clostridium 
n Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

164879 164811 30 98 gi|265678953|ref|NR_029261.1| Lactobacillus 
strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

183071 182991 18 98 gi| 265678941 |ref|NR_029249.1| Clostridium irregulare 
bosomal RNA, partial sequence 182124 183612 Clostridium irregulare Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

190822 190754 30 98 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
bosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
ammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

192332 192264 30 98 gi|265678935|ref|NR_029243.1| Methylomonas 

JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 


occales; Methylococcaceae; Methylomonas. 

265678934 |ref|NR_029242.1| Methylobacter 

NA, partial sequence 192873 194334 

; Methylococcales; 

265678932|ref|NR_029240.1| Methylomicrobium agile 
195893 197354 Methylomicrobium agile Bacteria; 

ethylococcaceae; Methylomicrobium. 

265678931|ref|NR_029239.1| Clostridium 

uence 197405 198934 Clostridium 

diales; Clostridiaceae; Clostridium. 

265678924|ref|NR_029232.1| Clostridium 

al sequence 206801 208304 Clostridium 

iales; Clostridiaceae; Clostridium. 

265678922|ref|NR_029230.1| Clostridium 

1 sequence 209908 211410 Clostridium 

iales; Clostridiaceae; Clostridium. 

265678913|ref|NR_029221.1| Peptococcus niger 


strain DSM 20475 16S ribosomal RNA, partial sequence 223682 225074 Peptococcus niger Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Peptococcaceae; 


Peptococcu 


Ss. 


465556 Bacteria_16S 271653 271585 30 98 gi| 265678879 |ref|NR_029185.1]| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

465556 Bacteria_16S 282219 282151 30 98 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

465556 Bacteria_16S 292998 292930 30 98 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 


Aggregatibacter actinomycetemcomitans Bacteria; 
asteurellaceae; Aggregatibacter. 


Pasteurellales; P 
465556 Bacteria_16S 
saccharolyticus s 
saccharolyticus B 
465556 Bacteria_16S 
marinus strain MH 
Bacteria; Proteob 
465556 Bacteria_16S 
fontislapidosi st 
fontislapidosi Ba 
Idiomarina. 
465556 Bacteria_16S 
anticariensis str 
anticariensis Bac 
Halomonas. 

465556 Bacteria_16S 
nipponensis strai 
nipponensis Bacte 
Streptomycetaceae; 
465556 Bacteria_16S 
xylanilyticus str 
xylanilyticus Bac 
465556 Bacteria_16S 
massiliensis stra 
massiliensis Bacteria; 
465556 Bacteria_16S 
asymbiotica subsp 


cteria; 


312713 312645 30 


Firmicutes; 


341911 341843 30 


367107 367039 30 


370128 370060 30 


Proteobacteria; 


374564 374484 18 


376090 376022 30 


ain XIL14 16S ribosomal RNA, 
teria; 


Firmicutes; 
393042 392974 30 


Firmicutes; 
400655 400587 30 


Photorhabdus asymbiotica subsp. 


Enterobacteriales; 
465556 Bacteria_16S 
strain LCl 16S ri 
Proteobacteria; G 
465556 Bacteria_16S 


Enterobacteriaceae; 


419234 419166 30 


423869 423801 30 


train S 1 16S ribosomal RNA, partial s 
acteria; 


ain FP35 16S ribosomal RNA, partial se 
teria; 


n HKI 0315 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


in 2301065 16S ribosomal RNA, partial 


-110 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 


rain F23 16S ribosomal RNA, partial se 
Proteobacteria; 


australis strain 9802892 16S ribosomal RNA, pa 


rtia 


1 sequence 


Proteobacteria; Gammaproteobacteria; 


98 gi|265678852|ref|NR_029158.1| Staphylococcus 

equence 311738 313264 Staphylococcus 
Bacillales; Staphylococcus. 

98 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
ce 340936 342344 Hydrogenovibrio marinus 
hales; Piscirickettsiaceae; Hydrogenovibrio. 

98 gi|265678810|ref|NR_029115.1| Idiomarina 
quence 366150 367594 Idiomarina 

Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 

98 gi| 265678808 |ref|NR_029113.1| Halomonas 

quence 369170 370614 Halomonas 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
98 gi| 265678805 |ref|NR_029110.1| Kitasatospora 
sequence 373661 375050 Kitasatospora 
Actinomycetales; Streptomycineae; 
98 gi|265678804|ref|NR_029109.1| Paenibacillus 
complete sequence 375101 376646 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 

98 gi|265678793|ref|NR_029098.1| Paenibacillus 

sequence 392074 393575 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 
98 gi|265678788|ref|NR_029093.1| Photorhabdus 


399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


98 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


98 


strain F12 16S ribosomal RNA, partial sequence 


Firmicutes; 
465556 Bacteria_16S 


favisporus strain GMP01 16S ribosomal RNA, partial sequ 
Paenibacillaceae; 


Bacteria; Firmicutes; 
465556 Bacteria_16S 

strain TF-27 16S 
Proteobacteria; G 
465556 Bacteria_16S 
putterlickiae str 
putterlickiae Bac 
Streptomycetaceae; 
465556 Bacteria_16S 
strain R 16089 16 
Firmicutes; Bacil 
465556 Bacteria_16S 
strain S-5623 16S 
Firmicutes; Lacto 
465556 Bacteria_16S 
69 16S ribosomal 

Gammaproteobacter 
465556 Bacteria_16S 
strain G-16.1 16S 
Proteobacteria; G 
465556 Bacteria_16S 


Bacillales; 


S ribosomal RNA, 
lales; 


Bacillaceae; 
433185 433117 30 


Bacillales; 
434750 434682 30 
436305 436225 18 
453209 453141 30 
Macrococcus. 


473032 472964 30 


486775 486707 30 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


491480 491412 30 


493003 492919 14 


Bacillus. 


98 


98 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


98 


ain F18-98 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 


98 


complete sequence 


98 


ribosomal RNA, partial sequence 
bacillales; Weissella. 


98 


gi 


265678775 


418286 41972 


gi 


265678772 


422881 42442 


gi 


Pae 
gi 


265678766 
ence 43219 


265678765 


433793 43528 


Ss 
gi 


gi 


gi 


hewanellac 
265678764 
sequence 


265678752 


452220 45376 


265678736 


472041 47353 


gi 


265678727 


485792 487320 Vibri 


98 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


98 


strain R65 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 


465556 Bacteria_16S 


514372 514292 18 


98 


strain CS1 16S ribosomal RNA, partial sequence 


Firmicutes; 


Lactobacillales; 


Lactobacillaceae; 


gi 


265678724 


490502 49197 


gi 


265678723 


492024 49353 


gi 


265678709 


Halomonad 


nibacillus 


Halomonad 


ref 


acea 


ref 


ref 


ref 


eae; 
ref 


ref 


ref 


ref 


oO po 


ref 


acea 
ref 


acea 


6 433742 Paeni 


435340 43687 
e; Actinomycet 


5 Marinobacter 


NR_029080.1 


e; Halomona 
NR_029077.1 


NR_029071.1 
b 


NR_029070.1 


Shewanella 
NR_029069.1 
1 
t 


ales; Strep 


NR_029057.1 


NR_029041.1 


NR_029032.1 
nticus Bacte 


NR_029029.1 


e; Halomonas 
NR_029028.1 


e; Marinobac 


ref 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Ss. 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Paenibacillus 
acillus favisporus 


Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Kitasatospora 
Kitasatospora 
omycineae; 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Weissella koreensis 


7 Weissella koreensis Bacteria; 


Vibrio ponticus strain 
ria; Proteobacteria; 


Halomonas organivorans 


3  Halomonas organivorans Bacteria; 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 


NR_029014.1 


Lactobacillus rossiae 


513446 514813 Lactobacillus rossiae Bacteria; 


Lactobacillus. 


465556 Bacteria_16S 


luminescens subsp 


517387 517319 30 98 gi 
thracensis strain 39-8 16S ribosomal 


265678707 
RNA, 


comp 


ref 


lete 


NR_029012.1 
sequence 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; 
465556 Bacteria_16S 
luminescens subsp. 


luminescens subsp 
Enterobacteriacea 


465556 Bacteria_16S 


aerosaccus strain 
Bacteria; Proteob 


465556 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


465556 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


465556 Bacteria_16S 


mariniglutinosa s 
mariniglutinosa B 


Pseudoalteromonas. 
465556 Bacteria_16S 


flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 


465556 Bacteria_16S 


strain S-606 16S 


Proteobacteria; G 


465556 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


465556 Bacteria_16S 


strain Iso-46 16S 
Proteobacteria; G 


465556 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


465556 Bacteria_16S 


nivimaris strain 
Bacteria; Proteob 


465556 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


465556 Bacteria_16S 


train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


554072 553992 18 98 gi 
in CBS 101.34 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

575359 575291 30 98 
ribosomal RNA, partial sequence 


, 
gi 
574 


ammaproteobacteria; Pseudomonadales; M 
594901 594821 18 98 gi 
n ATCC 27768 16S ribosomal RNA, partia 
ria; Firmicutes; Clostridia; Clostridi 
613104 613036 30 98 gi 
88/2-7 16S ribosomal RNA, partial sequ 


ial sequen 
cteria; Al 


al sequenc 


’ 


ammaproteobacteria; Pseudomonadales; Moraxellace 

585827 585759 30 98 gi| 265678662 

16S ribosomal RNA, partial sequence 58488 
lales; Bacillaceae; Bacillus. 

587334 587266 30 98 gi| 265678661 

ribosomal RNA, partial sequence 586359 58785 


oraxellace 


1 sequence 
ales; 


ence 61213 


265678683 
Actinomy 


265678669 
450 57581 


265678656 


Rumi 
265678643 


ref 


ref 


ae; 


ref 


ref 


ae; 


ref 


ref 


ref 


ref 


ce 546976 54845 
tero. 


e 553128 55460 
ceta 


2 Psychrobacter 
e 


8 586308 Bacil 


4 Psychrobacter 
e 


593943 59540 
noco 


0 613627 Psych 
orax 


8 
monadales; 


NR_028988.1 
8 
les; Strept 
NR_028974.1 


Psychrobact 
NR_028967.1 


NR_028966.1 


Psychrobact 
NR_028961.1 
4 
ccaceae; Fa 
NR_028948.1 


ellaceae; Ps 
NR_028946.1 


oO. 
NR_028944.1 


P 


fo} 


1 


e 


r 


; Enterobacteriaceae; Photorhabdus. 
518952 518884 30 98 gi|265678706|ref|NR_029011.1| Photorhabdus 
kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 519496 Photorhabdus 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
e; Photorhabdus. 
528141 528073 30 98 gi|265678700|ref|NR_029005.1| Enhydrobacter 
G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
acteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 
541826 541758 30 98 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
CW1 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
tes; Bacillales; Staphylococcus. 
546421 546353 30 98 gi| 265678688 |ref|NR_028993.1| Enterobacter kobei 
16S ribosomal RNA, partial sequence 545475 546925 Enterobacter kobei Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 
547907 547839 30 98 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 


Pseudoalteromonas 
seudoalteromonadaceae; 


Streptomyces 
Streptomyces 
mycineae; 


Psychrobacter pulmonis 
pulmonis Bacteria; 
Tis 

Bacillus barbaricus 
us barbaricus Bacteria; 


Psychrobacter faecalis 
faecalis Bacteria; 

r. 

Faecalibacterium 
Faecalibacterium 
calibacterium. 
Psychrobacter 

obacter nivimaris 
ychrobacter. 

Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 
ibri 


Microbacterium 


aerolatum strain 


1 619715 Microbacterium aerolatum 


Bacteria; Actinob 
Microbacterium. 


465556 Bacteria_16S 


strain M11 16S ri 
Proteobacteria; 


strain Z 4493 16S 
Firmicutes; Clost 


465556 Bacteria_16S 


strain HKI 0120 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


strain HKI 0119 1 


G 
465556 Bacteria_16S 


637414 637334 18 98 gi 
6S ribosomal RNA, partial sequence 636 


acteria; Gammaproteobacteria; Pseudomonadales; M 
616187 616119 30 98 gi| 265678641 
bosomal RNA, complete sequence 615203 61674 
ammaproteobacteria; Vibrionales; Vibrionaceae; V 
619250 619170 18 98 gi| 265678639 

V-73 16S ribosomal RNA, partial sequence 61837 
acteria; Actinobacteridae; Actinomycetales; Micr 
628317 628249 30 98 gi| 265678633 
bosomal RNA, partial sequence 627341 62884 
ammaproteobacteria; Enterobacteriales; Enterobac 
632810 632742 30 98 gi| 265678629 
ribosomal RNA, partial sequence 631874 63335 
ridia; Clostridiales; Eubacteriaceae; Acetobacte 
635883 635803 18 98 gi| 265678627 

6S ribosomal RNA, partial sequence 634924 63640 


ococcineae 


265678626 
453 63793 


ococ 
ref 
teri 


ref 


ref 


; In 
ref 


cineae; Micr 
NR_028938.1 
aceae; Morga 
NR_028934.1 
NR_028932.1 


trasporangia 
NR_028931.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
465556 Bacteria_16S 645164 645096 30 98 gi|265678621|ref|NR_028926.1 
40M4T 16S ribosomal RNA, complete sequence 644174 645732 Vibrio lentus Bacteri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

465556 Bacteria_16S 652634 652554 18 98 gi| 265678615 |ref|NR_028920.1 
strain CK55 16S ribosomal RNA, partial sequence 651676 65311 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 655586 655518 30 98 gi| 265678613 |ref|NR_028918.1 


proteolyticus str 
proteolyticus Bac 
Psychrobacter. 


465556 Bacteria_16S 


strain L1-92 16S 


ain 116 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


658601 658533 30 98 
ribosomal RNA, partial sequence 


gi 


uence 
eria; 


Pseu 


domo 


265678610 


ref 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 


654656 65608 


1 


nadales; Mor 


obacteriaceae; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 
rium. 


Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Vibrio lentus strain 
a; Proteobacteria; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Psychrobacter 
Psychrobacter 
axellaceae; 


NR_028915.1 


Anaerostipes caccae 


657665 659120 Anaerostipes caccae Bacteria; 


465556 Bacteria_16S 660097 660029 30 98 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

465556 Bacteria_16S 661631 661563 30 98 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
pinnipedialis strain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
pinnipedialis Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 

465556 Bacteria_16S 663091 663023 30 98 gi|265678607|ref|NR_028912.1| Enterobacter cloacae 


strain 279-56 16S ribosomal RNA, partial sequence 


662137 66364 


7 Enterobacter 


cloacae Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

465556 Bacteria_16S 684242 684162 18 98 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 


Firmicutes; Clost 
465556 Bacteria_16S 
strain DSM 30039 


ridia; Clostridiales; Clostridiaceae; 
690424 690356 30 98 gi 


Clostridiu 
265678589 
16S ribosomal RNA, partial sequence 689459 69096 


m. 
ref 


NR_028894.1 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

465556 Bacteria_16S 691976 691908 30 98 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
warmboldiae strain NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 
warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Buttiauxella. 

465556 Bacteria_16S 700975 700907 30 98 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

465556 Bacteria_16S 702459 702391 30 98 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

465556 Bacteria_16S 703931 703863 30 98 gi|265678580|ref|NR_028885.1| Lamprocystis purpurea 


strain ThSch 12 1 
Proteobacteria; G 


6S ribosomal RNA, partial sequence 702960 7 
ammaproteobacteria; Chromatiales; Chro 


465556 Bacteria_16S 706735 706667 30 98 gi| 265678578 |ref 
strain 111-35 16S ribosomal RNA, partial sequence 705889 70720 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Dorea. 


709662 709594 
16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
465556 Bacteria_16S 711220 711152 
strain NVI 88/478 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Alteromonadales; M 
465556 Bacteria_16S 722058 721990 30 98 gi 
strain XINach 16S ribosomal RNA, partial sequence 721087 7 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
465556 Bacteria_16S 723644 723576 30 98 gi 
luminescens subsp. laumondii strain TTO1 16S ribosomal 

Photorhabdus luminescens subsp. 


465556 Bacteria_16S 
strain NVI 88/441 


30 98 gi 
partial sequence 
Vibrionales; Vibri 
30 98 gi 
partial sequence 


7 


7 
oritel 


Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
465556 Bacteria_16S 725227 725159 30 98 gi| 265678565 |ref 
luminescens subsp. akhurstii strain FRGO4 16S ribosomal RNA, partial 


Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
465556 Bacteria_16S 728333 728265 30 98 gi 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
465556 Bacteria_16S 732842 732774 30 98 gi 
6611 16S ribosomal RNA, partial sequence 731878 733268 T 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 
465556 Bacteria_16S 734265 734197 30 98 gi 
halophila strain 4270 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
465556 Bacteria_16S 763811 763727 14 98 gi 
strain SW-45 16S ribosomal RNA, partial sequence 762839 7 


7 
ales; 


ce 7 


ales; 


matiaceae; 


265678576 


onaceae; 
265678575 
265678567 
Enterobac 
265678566 


RNA, parti 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


265678563 


265678560 


265678559 


265678537 


0436 


ref 
0866 
Aliiv 
ref 
1023 
laceae; 
ref 
2261 
teri 
ref 

als 


ref 
2737 
Ectothio 
ref 
hiocapsa 
ref 
3351 
Chromati 
ref 


6433 


8 710188 Aliivi 


9 711741 Morite 


2 Photorhabdus 


0 728734 Thior 


9 734742 Thioh 


4 Marinobacter 


NR_028883.1 


NR_028881.1 


ibrio. 
NR_028880.1 


Moritella. 
NR_028871.1 


aceae; Photo 
NR_028870.1 
equence 


NR_028869.1 
sequence 


NR_028867.1 
h 
rhodospirace 
NR_028864.1 
rosea Bacte 


NR_028863.1 
a 
aceae; Thioh 
NR_028841.1 


5 Lamprocystis purpurea Bacteria; 
Lamprocystis. 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


Aliivibrio wodanis 
brio wodanis Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


Photorhabdus temperata 


temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Thiorhodospira 
odospira sibirica 

ae; Thiorhodospira. 
Thiocapsa rosea strain 
ria; Proteobacteria; 


Thiohalocapsa 

locapsa halophila 
alocapsa. 

Marinobacter litoralis 


litoralis Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

465556 Bacteria_16S 769922 769854 30 98 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 
VR1 16S ribosomal RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

465556 Bacteria_16S 773021 772953 30 98 gi|265678531|ref|NR_028835.1| Atopostipes 
suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
suicloacalis Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

465556 Bacteria_16S 786895 786815 18 98 gi|265678521|ref|NR_028825.1| Streptomyces 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


Streptomyces. 


, 


Strept 


785920 787418 Streptomyces 


omycineae; 


465556 Bacteria_16S 


strain Pull 5.3 1 
Proteobacteria; 


naphthalenovorans 
naphthalenovorans 


465556 Bacteria_16S 


strain MOL361 16S 
Firmicutes; Erysi 


465556 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


465556 Bacteria_16S 


jannaschii strain 
Bacteria; Proteob 


465556 Bacteria_16S 
cyclicum strain ALM1 16S ribosomal RNA, partial sequenc 


Bacteria; Proteob 


465556 Bacteria_16S 


strain 12993 16S 


Proteobacteria; G 


465556 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


465556 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


465556 Bacteria_16S 


strain CFBP 5236 


Proteobacteria; G 


465556 Bacteria_16S 


strain 19 16S rib 
Firmicutes; Clost 


465556 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Klebsiella. 


465556 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


465556 Bacteria_16S 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


465556 Bacteria_16S 


koreensis strain 
Bacteria; Firmicu 


465556 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


465556 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Thioalkalivibrio. 


465556 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


465556 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


465556 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 


strain BT-H1 16S 
Firmicutes; Clost 


G 
465556 Bacteria_16S 


791515 791447 30 
6S ribosomal RNA, 
ammaproteobacteria; Alteromonadales; P 
797598 797530 30 98 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
799158 799090 30 98 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
802290 802210 18 98 gi 
in C21 16S ribosomal RNA, 
eria; Firmicutes; 


98 gi 


Clostridia; 


813012 812944 30 98 gi 
ALM2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
814540 814472 30 98 gi 


acteria; Gammaproteobacteria; Thiotric 
818997 818929 30 98 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
820502 820434 30 98 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
841917 841849 30 98 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
844981 844913 30 98 gi 


ammaproteobacteria; Enterobacteriales; 
846523 846455 30 98 gi 
osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
849426 849358 30 98 gi 
ain LX3 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Gammaproteobact 


856949 856881 30 98 gi 
ain TB1-10 16S ribosomal RNA, partial 

18811 Bacteria; Firmicutes; Lactobaci 
884162 884082 18 98 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 
899425 899357 30 


98 gi 


Y¥C300 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
900986 900918 30 98 gi 


AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
902520 902452 30 98 gi 
ain ALJD 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


910190 910122 30 98 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
921110 921026 14 98 gi 
s strain RHS1 16S ribosomal RNA, parti 


s Bacteria; Actinobacteria; Coriobacte 
; Slackia. 
938048 937980 30 98 gi 


KMM 162 16S ribosomal RNA, partial seq 


939610 939530 18 98 
ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 


gi 


465556 Bacteria_16S 


complete sequence 790537 792 


798207 799 


complete seq 
Clostrid 


818049 81950 


819558 82101 


16S ribosomal RNA, partial sequence 844000 84550 


845553 84708 


a; Proteobacteria; Gammaproteobacteria; 
Pseudoalteromonas. 
465556 Bacteria_16S 
938639 94015 


265678518 
04 
sychromona 
265678514 
al sequenc 
nibacillac 
265678513 
71 
elotrichac 
265678511 
uence 
iales; 


Clo 


265678504 
nce 81203 
ales; Ecto 
265678503 
e 81355 
hales; Pis 
265678500 


Enterobac 
265678499 


Enterobac 
265678485 
nce 84098 
irillales; 
265678483 


Enterobac 
265678482 


Clostridiu 
265678480 
uence 
eria; Ente 
265678474 
sequence 

llales; Le 
265678455 
equence 

eria; Synt 


265678445 
nce 89842 
nibacillus 
265678444 
e 90001 
hales; Pis 
265678443 
quence 
eria; Chro 
265678438 
quence 

iales; Clo 
265678431 
al sequenc 
ridae; Cor 


265678420 
uence 
; Alteromo 


265678419 


e; Heliore 


965923 965855 30 98 gi 


265678401 


subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 
subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 


Salinivibrio. 


dace 


e 796606 798156 
eae; 


stri 


5 813508 Thioa 


thio 


9 815058 Thioa 
ciri 


1 842417 Marin 


roba 


ucon 


7 899962 Paeni 


3 901506 Thioa 


ciri 


mati 


stri 


e 920164 92162 
ioba 


nada 


ref |NR_028821.1 
ae; 
ref |NR_028817.1 
Paenibacill 
ref |NR_028816.1 
Turicibacte 
ref|NR_028814.1 

801287 802838 
diales Famil 
ref |NR_028807.1 
1 
rhodospirace 
NR_028806.1 
1 
ckettsiaceae 
NR_028803.1 


ref 


ref 


aceae; Kluyv 


ref|NR_028802.1 


aceae; Kluyv 
NR_028788.1 
° 


ref 


Mar 
ref 


inospirillu 
NR_028786.1 


aceae; Samso 


ref|NR_028785.1 


ref |NR_028783.1 
848542 849823 
cteriales; E 


ref|NR_028777.1 

855982 857475 
ostoc. 
NR_028757.1 
0 


obacterales; 


ref |NR_028747.1 
b 
ref |NR_028746.1 
1 
ckettsiaceae 
ref|NR_028745.1 

901557 903021 
ales; Ectoth 


ref |NR_028740.1 

909211 910743 
diaceae; Clo 
NR_028733.1 
8 
Cc 


ref 
cteriales; 
ref |NR_028722.1 

937095 938588 
les; Pseudoa 
ref 


NR_028721.1 


Psychromonas arctica 


3 Psychromonas arctica Bacteria; 
Psychromonas. 


Paenibacillus 
Paenibacillus 

us. 

Turicibacter sanguinis 


4 Turicibacter sanguinis Bacteria; 
eae; 


rs 
Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


Thioalkalivibrio 
kalivibrio jannaschii 
ae; Thioalkalivibrio. 
Thioalkalimicrobium 
kalimicrobium cyclicum 
Thioalkalimicrobium. 
Kluyvera cryocrescens 


, 


7 Kluyvera cryocrescens Bacteria; 
teri 


era. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 
teri 


era. 
Marinospirillum 
spirillum alkaliphilum 


mM. 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 
teri 


nia. 
Clostridium scindens 


1 Clostridium scindens Bacteria; 
m. 


Klebsiella 
Klebsiella 
nterobacteriaceae; 


Leuconostoc 
Leuconostoc 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Paenibacillus 
acillus koreensis 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Thioalkalivibrio 
Thioalkalivibrio 
iorhodospiraceae; 


v 


Clostridium 
Clostridium 
stridium. 
Slackia 
Slackia 
oriobacterineae; 


Pseudoalteromonas 
Pseudoalteromonas 


1lteromonadaceae; 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 
stis 


ref |NR_028703.1 
964933 966480 


Salinivibrio costicola 
Salinivibrio costicola 


465556 Bacteria_ 
strain 4A 16S rib 


Proteobacteria; 


465556 Bacteria_ 


strain CDC 2970- 
Bacteria; 


465556 Bacteria_ 


strain 167 16S r 
Proteobacteria; 


465556 Bacteria_ 


strain I-75 16S 
Proteobacteria; 


465556 Bacteria_ 


strain DO 14784 
Proteobacteria; 


465556 Bacteria_ 


Sapovorans strai 
Bacteria; Firmic 


465556 Bacteria_ 


hydrogenoformans 
hydrogenoformans 


Sedis; Acidaminob 
465556 Bacteria_ 


strain B1333 16S 
Firmicutes; 


465556 Bacteria_ 
kuenenii strain J 
Proteob 


Bacteria; 


465556 Bacteria_ 


chilensis strain 
Bacteria; 


465556 Bacteria_ 


strain JB-A2 16S 
Proteobacteria; 


465556 Bacteria_ 


strain ATCC 3343 
Proteobacteria; 


465556 Bacteria_ 
peptidolytica str 
peptidolytica Bac 


Pseudoalteromona 


465556 Bacteria_ 
strain T7 16S rib 
Bacil 


Firmicutes; 


465556 Bacteria_ 
strain OK-1 16S r 


Proteobacteria; 


465556 Bacteria_ 
strain SB2B 16S r 


Proteobacteria; 


465556 Bacteria_ 
strain GPll 16S r 


Proteobacteria; 


465556 Bacteria_ 
199/55 16S riboso 
Gammaproteobacter 
465556 Bacteria_ 


strain Ne 11 16S 
Proteobacteria; 


465556 Bacteria_ 
L-3 16S ribosomal 
Gammaproteobacter 
465556 Bacteria_ 


succinus subsp. 


Staphylococcus succinus subsp. 
465556 Bacteria_ 


acetoxidans Bacteria; 


Desulfobacca. 


16S 1027086 1027006 18 98 gi|265678360|ref|NR_028662.1 

acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 102759 
Proteobacteria; Deltaproteobacteria; Syntrophobacterales; S 

16S 1030078 1030010 30 98 gi| 265678358 |ref|NR_028660.1 


465556 Bacteria_ 
thermophila strain I78 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 


Proteob 


Lacto 


Proteob 


G 


G 


16S 967507 967439 30 

osomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 
16S 987315 987247 30 98 gi 


59 16S ribosomal RNA, partial sequence 


98 gi 


16S 988895 988827 30 98 
ibosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 990475 990407 30 98 gi 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 
16S 992046 991978 30 98 gi 
1 
Gammaproteobacteria; Enterobacteriales; 
16S 993605 993537 30 98 gi 
n OM 16S ribosomal RNA, complete sequen 
utes; Clostridia; Clostridiales; Syntro 
16S 995130 995062 30 98 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

16S 996702 996622 18 
ribosomal RNA, 
bacillales; 
16S 


gi 


98 

complete sequence 
Carnobacteriaceae; Granuli 
998258 998190 30 98 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
16S 999770 999702 30 98 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
16S 1001290 1001222 30 98 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
16S 1004285 1004217 30 98 gi 
3 16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
16S 1005809 1005741 30 98 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


gi 


s 
16S 


1008786 1008718 30 
osomal RNA, partial sequence 


98 gi 


acteria; Gammaproteobacteria; Enteroba 


succinus Bacteria; 


265678400 


966531 96793 
Halomonad 


265678386 


265678385 


987916 98944 
Enterobac 


265678384 


989496 99101 
Enterobac 


265678383 


6S ribosomal RNA, partial sequence 991068 99256 
Enterobac 


265678382 
ce 


265678381 
tridiales; 


265678380 


995703 99724 


catella. 

265678379 
ce 
hales; 
265678378 
ce 
hales; 
265678377 


1000320 10017 
ciricketts 


265678375 


265678374 


265678372 


1007814 10092 


98633 
cteriales; 


99261 
phomonadac 


al sequenc 


99729 
Pis 


99880 
Pis 


10033 
Enterobac 


al sequenc 
eria; Alte 


Firmicutes; 


ref|NR_028702.1 
aceae; Halomonas 
ref|NR_028688.1 
6 987865 Citro 
Enterobacteriac 
ref |NR_028687.1 


teri 
ref 


aceae; Citro 
NR_028686.1 


teri 
ref 


aceae; Citro 
NR_028685.1 


teriaceae; Citro 
ref |NR_028684.1 
4 994134 Syntr 
eae; Syntrophom 
ref |NR_028683.1 
e 994185 995652 
Clostridiales F 


fo) 
Oo 


ref|NR_028682.1 


ref |NR_028681.1 
1 998749 Thiomi 
cirickettsiacea 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


iaceae; Thiomicr 
ref|NR_028677.1 
52 1004810 Kluyve 
teriaceae; Kluyv 
ref |NR_028676.1 
e 1004861 100630 
romonadales; Pse 


ref |NR_028674.1 


Bacillales; 


b 


e: 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 


Citrobacter murliniae 
acter murliniae 
eae; Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


bacter. 
Citrobacter sedlakii 


7 Citrobacter sedlakii Bacteria; 


bacter. 
Citrobacter rodentium 


3 Citrobacter rodentium Bacteria; 


bacter. 
Syntrophomonas 
phomonas sapovorans 
nas. 
Acidaminobacter 
Acidaminobacter 
amily XII. Incertae 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Thiomicrospira 
crospira kuenenii 
Thiomicrospira. 
Thiomicrospira 
crospira chilensis 
Thiomicrospira. 
Thiomicrospira frisia 


v 


’ 


83 Thiomicrospira frisia Bacteria; 


ospira. 

Kluyvera ascorbata 
ra ascorbata Bacteria; 
era. 

Pseudoalteromonas 

8 Pseudoalteromonas 
udoalteromonadaceae; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


lales; Bacillaceae; Bacillus. 
16S 1010296 1010228 30 98 gi|265678371|ref|NR_028673.1| Shewanella algae 
ibosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
16S 1011846 1011778 30 98 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
ibosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
16S 1013341 1013273 30 98 gi|265678369|ref|NR_028671.1| Moraxella caviae 
ibosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
16S 1014837 1014769 30 98 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
mal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 
16S 1016333 1016265 30 98 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 
ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
16S 1017830 1017762 30 98 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
ia; Pseudomonadales; Moraxellaceae; Moraxella. 
16S 1019375 1019307 30 98 gi| 265678365 |ref|NR_028667.1| Staphylococcus 
succinus strain AMG-D1 16S ribosomal RNA, complete sequence 1018386 1019933 


Staphylococcus. 
Desulfobacca 
1 Desulfobacca 


yntrophaceae; 


Thiomicrospira 


1029105 1030582 Thiomicrospira thermophila 


Thiomicrospira. 


465556 Bacteria_16S 
insulare strain K 


Bacteria; Proteob 


ryukyuensis strai 


ryukyuensis Bacteria; 
465556 Bacteria_16S 


strain JCM 4837 1 


1139 16S ribosoma 
Bacillales; Bacil 


465556 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; 


halophilum strain 
Bacteria; Actinob 
Microbacterium. 


465556 Bacteria_16S 


ATCC 35469 16S ri 
Bacteria; Proteob 


465556 Bacteria_16S 


strain YB1 16S ri 
Proteobacteria; 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


465556 Bacteria_16S 


thermotolerans st 
thermotolerans Ba 
Pseudomonas. 


465556 Bacteria_16S 


strain JT7304 16S 
Proteobacteria; G 


strain MBIC3157 1 
Proteobacteria; G 


465556 Bacteria_16S 


acetoxidans DSM 7 
DSM 771 Bacteria; 


465556 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


465556 Bacteria_16S 


ATCC 43969 
Bacteria; 


16S ri 
Proteob 


465556 Bacteria_16S 


ATCC 29909 
Bacteria; 


168 xi 
Proteob 


465556 Bacteria_16S 


ATCC 33641 
Bacteria; 


16S ri 
Proteob 


465556 Bacteria_16S 


ATCC 43970 
Bacteria; 


168 ri 
Proteob 


hydrothermalis st 
hydrothermalis Ba 
Halomonas. 


465556 Bacteria_16S 


strain Althfl 16S 
Proteobacteria; G 


465556 Bacteria_16S 


strain Eplumel 16 
Proteobacteria; G 


strain Esulfidel 


Proteobacteria; G 


1051585 1051517 30 


1056028 1055960 30 


Firmicutes; 
1085953 1085873 18 


1087518 1087450 30 
1 RNA, 
laceae; Bacillus. 

1111751 1111683 30 
6S ribo 


1113258 1113178 18 


bosomal 
acteria; 
1135901 1135833 30 
bosomal 


1140519 1140451 30 
ria; Proteobacteria; 
1145096 1145012 14 
cteria; Proteobacteria; 
1152596 1152528 30 


1154013 1153945 30 
6S ribo 


1190391 1190323 30 


1211676 1211608 30 
rain Slthf2 16S 
cteria; Proteobacteria; 


1213153 1213085 30 
ribosomal RNA, 


1214646 1214578 30 


1216126 1216058 30 


465556 Bacteria_16S 


1220581 1220513 30 


complete sequence 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanospirillales; 
465556 Bacteria_16S 
n 015-7 16S ribosomal RNA, partial sequence 
Bacillales; 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria_16S 


98 gi|265678343|ref|NR_028645.1| Marinospirillum 
1050631 1052062 Marinospirillum insulare 
Marinospirillum. 
98 gi|265678340|ref|NR_028642.1| Paraliobacillus 
1055053 1056552 Paraliobacillus 
Bacillaceae; Paraliobacillus. 
98 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
81 Streptomyces tauricus Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
98 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
98 gi|265678301|ref|NR_028602.1| Moritella yayanosii 


somal RNA, partial sequence 1110771 11122 
Gammaproteobacteria; Alteromonadales; Moritellace 
465556 Bacteria_16S 


98 


76 16S ribosomal RNA, partial sequence T1223 
acteria; Actinobacteridae; Actinomycetales; Micr 
1119284 1119216 30 98 gi|228716249 


RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


98 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 
465556 Bacteria_16S 
n E1L3A 16S ribosomal RNA, 


98 


98 


rain CM3 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


98 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
465556 Bacteria_16S 


98 


somal RNA, partial sequence 1153118 11545 


ammaproteobacteria; Vibrionales; Vibrionaceae; P 
1160138 1160058 18 98 gi| 228721485 
71 16S ribosomal RNA, partial sequence 11591 
Firmicutes; Clostridia; Clostridiales; Peptococ 
1176881 1176801 18 98 gi| 228718376 
osomal RNA, partial sequence 1175949 11773 
tes; Clostridia; Clostridiales; Clostridiaceae; 
1185858 1185790 30 98 gi| 228716090 
bosomal RNA, partial sequence 1184900 11863 
acteria; Gammaproteobacteria; Enterobacteriales; 
1187369 1187301 30 98 gi| 228716058 
bosomal RNA, partial sequence 1186411 11878 
acteria; Gammaproteobacteria; Enterobacteriales; 
1188880 1188812 30 98 gi|228716012 
bosomal RNA, partial sequence 1187922 11893 
acteria; Gammaproteobacteria; Enterobacteriales; 


98 


bosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobacteriales; 
465556 Bacteria_16S 


98 


ribosomal RNA, partial 
Gammaproteobacteria; 


98 


partial sequence 
ammaproteobacteria; Oceanospirillales; 


98 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
465556 Bacteria_16S 
16S ribosomal RNA, partial sequence 1215201 12166 
ammaproteobacteria; Oceanospirillales; 


98 


98 


complete sequence 
Gammaproteobacteria; 


gi| 265678300 


1118333 11198 


gi| 253680766 
1134932 11363 
Vv 
253680763 


gi 
Salini 
gi| 253680760 


Pse 


gi| 253680755 
1151622 11530 

Psychromona 
gi| 253680754 


gi 
1189433 11908 


224581438 
sequence 
Oce 


gi 


gi|224581437 
1212209 12136 
Halomonad 
gi|224581436 
1213697 12151 
Halomonad 
224581404 


gi 


Halomonad 


ae; Moritella. 
ref|NR_028601.1 
07 1113789 Microb 
ococcineae; Micr 
ref|NR_027549.1 


Enterobacteriac 
ref|NR_028014.1 


ibrio. 
ref|NR_028011.1 

1139586 114102 
sphaerales; Sali 


ref|NR_028008.1 
144133 114556 


udomonadales; Ps 


R 


ref|NR_028003.1 
daceae; 
ref|NR_028002.1 


hotobacterium. 
ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027573.1 


Clostridium. 
ref|NR_027546.1 


Enterobacteriac 
ref|NR_027545.1 


Enterobacteriac 
ref|NR_027544.1 


Enterobacteriac 
ref|NR_027543.1 


Enterobacteriac 
ref |NR_027220.1 

1210750 121215 
anospirillales; 
ref|NR_027219.1 


aceae; Halomona 
ref|NR_027218.1 


aceae; Halomonas 
ref|NR_027185.1 


aceae; Halomonas 


gi|219878362 


56 Moritella yayanosii Bacteria; 


Microbacterium 
acterium halophilum 
obacteriaceae; 


Escherichia fergusonii 


05 Escherichia fergusonii ATCC 35469 


eae; Escherichia. 
Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Psychromonas kaikoae 


67 Psychromonas kaikoae Bacteria; 
Psychromonas. 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Ss. 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


ref|NR_025501.1 


Allofustis seminis 


strain 01-570-1 16S ribosomal RNA, partial sequence 1219617 1221116 Allofustis seminis Bacteria; 


Firmicutes; 


Lactobacillales; 


Carnobacteriaceae; Allofustis. 


465556 Bacteria_ 


strain AM1114 16S 
Clost 


Firmicutes; 
465556 Bacteria_ 


phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae 
465556 Bacteria_16S 
strain A431 16S r 
G 
465556 Bacteria_16S 


Proteobacteria; 


strain CBS 107.95 


Bacteria; Actinob 
465556 Bacteria_16S 
sarecensis strain 
Proteob 
465556 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacte 
465556 Bacteria_16S 
psychrophilus str 


Bacteria; 


psychrophilus Bac 


465556 Bacteria_16S 
halotolerans stra 
halotolerans Bact 
465556 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


465556 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; 


subsp. 
subsp. 


strain 2DT 16S ri 
Firmicutes; Bacil 


465556 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 
Eubact 


cellulosolvens 6 
Bacteria; Firmicu 


465556 Bacteria_16S 


schleiferi subsp. 


Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; 
465556 Bacteria_16S 
s strain MAW 8436 16S ribosomal RNA, p 


subsp. urealyticu 
capitis subsp. ur 


465556 Bacteria_16S 


carnosus subsp. 
carnosus subsp. 


Cc 
Cc 


465556 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; 


cellulovorans str 
cellulovorans 743 


465556 Bacteria_16S 


strain 08145 16S 


Proteobacteria; G 


465556 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


465556 Bacteria_16S 


ulvae strain UL12 
Bacteria; Proteob 


Pseudoalteromonas. 
465556 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


465556 Bacteria_16S 


strain B-10-31 16 


Cc 
465556 Bacteria_16S 
equorum st 
equorum Ba 
465556 Bacteria_16S 


G 
465556 Bacteria_16S 
ain 743B 16S ribosomal RNA, partial se 


16S 1223622 1223554 30 98 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 


16S 1234289 1234209 18 98 gi 


gi 


; Microbacterium. 


1258342 1258274 30 98 
ibosomal RNA, partial sequence 


gi 


1262791 1262711 18 98 gi 
16S ribosomal RNA, partial sequence 
1276312 1276244 30 


98 gi 


1277802 1277734 30 98 gi 
Proteobacteria; 
1285301 1285233 30 


ria; 
98 gi 
teria; Firmicutes; Bacillales; 
1286858 1286790 30 98 gi 
in YKJ-101 16S ribosomal RNA, partial 
1288451 1288383 30 98 gi 
Weissella. 

1289926 1289846 18 
6S ribosomal RNA, 
oriobacteridae; Coriobacteriales; 
1294449 1294381 30 98 


98 gi 


gi 


cteria; Firmicutes; Bacillales; 
1297360 1297292 30 98 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1303413 1303345 30 98 


gi 


gi 
tes; Clostridia; Clostridiales; 
1318744 1318676 30 98 gi 
coagulans strain GA 211 16S ribosomal 
1320286 1320218 30 98 gi 
ealyticus Bacteria; Firmicutes; Bacill 
1321828 1321760 30 98 gi 
arnosus strain 361 16S ribosomal RNA, 

arnosus Bacteria; Firmicutes; Bacillal 
1343242 1343174 30 98 gi 


1356940 1356860 18 98 gi 
Cl: 


gi 


B Bacteria; Firmicutes; Clostridia; 
1382540 1382472 30 98 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1385592 1385524 30 98 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1403498 1403430 30 98 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


1409483 1409415 30 98 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1412495 1412427 30 98 gi 
S ribosomal RNA, partial sequence 


gi 


1222664 12241 


rain DSM 13468 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


1257400 12588 
ammaproteobacteria; Vibrionales; Vibri 
acteria; Actinobacteridae; Actinomycet 


LV4 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 


n JC2041 16S ribosomal RNA, partial se 
Gammaproteobacter 


ain YKJ-115 16S ribosomal RNA, partial 
Jeotgal 
eria; Firmicutes; Bacillales; Jeotgali 
1287447 1289004 Weiss 
complete sequence 1289055 12904 
Cori 


rain PA 231 16S ribosomal RNA, partial 
Staphy 


1296399 12978 


somal RNA, partial sequence 1342254 1343799 Ferri 
ammaproteobacteria; Alteromonadales; F 


1381574 13830 


1408524 14099 


219878346 


Caminicell 
219878266 
ial sequen 
ae; Actino 


219856813 


onaceae; V 
219846681 
12618 
ales; Cory 
219846179 
ce 12753 
irillales; 
219846127 
quence 
ia; Altero 
219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
219846052 


219846501 


obacterine 

228715348 
sequence 
lococcus. 

219857534 


219846514 


eriaceae; 
228715349 
RNA, part 


228715347 
artial seq 
ales; Stap 
228715346 
partial se 
es; Staphy 
228721107 


errimonada 
228720131 
quence 
ostridiale 
228717104 


diomarinac 
228716834 
equence 
eobacteria 


219857444 
14026 
nadales; P 


224581401 


Clostridiu 


mona 


ref |NR_025485.1 
a. 
ref|NR_025405.1 
ce 1233340 123481 
mycetales; Micro 
ref |NR_024632.1 
ibrio. 
ref |NR_026273.1 
51 1263306 Dietzi 
nebacterineae; D 
ref|NR_025769.1 
63 1276810 Chromo 
Halomonadaceae; 
ref|NR_025717.1 

1276861 127826 
monadales; Colwe 
ref|NR_025644.1 
1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref 
ella 


NR_025642.1 
soli Bacter 


ref |NR_026093.1 
ae; Coriobacteri 
ref|NR_027520.1 

1293463 129495 


ref |NR_025122.1 


ref|NR_026106.1 


cterium. 
NR_027521.1 
sequence 


Euba 
ref 
ial 


ref 
uenc 
hylo 
ref 
quen 
loco 
ref 


NR_027519.1 
e 131930 
coccus. 
NR_027518.1 
ce 132084 
ccus. 
NR_027602.1 
s balearica 
ceae; Ferrimonas 
ref|NR_027589.1 
1356004 135748 
s; Clostridiacea 
ref|NR_027560.1 


Idiomarina 
ref|NR_027556.1 
1384632 138613 
Alteromonadale 


, 


ref|NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


ref|NR_024719.1 


224581450 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Microbacterium 
7 Microbacterium 
coccineae; 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 

Chromohalobacter 
halobacter sarecensis 

Chromohalobacter. 

Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 

Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Weissella soli strain 
ia; Firmicutes; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Staphylococcus equorum 
6 Staphylococcus equorum 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Staphylococcus 

1317758 1319249 
Staphylococcus. 
Staphylococcus capitis 
0 1320791 Staphylococcus 


Staphylococcus 
2 1322334 Staphylococcus 


Ferrimonas balearica 

DSM 9799 Bacteria; 
Clostridium 

9 Clostridium 

e; Clostridium. 

Idiomarina baltica 


49 Idiomarina baltica 0S145 Bacteria; 
eae; 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Pseudoalteromonas 
alteromonas ulvae 


aceae; 


Clostridium hylemonae 


68 Clostridium hylemonae Bacteria; 
m. 


ref|NR_027234.1 


Algicola sagamiensis 


1411537 1413034 Algicola sagamiensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; Algicola. 


465556 Bacteria_16S 
maritimus strain 
Bacteria; 
465556 Bacteria_16S 
strain M1063U/93 


465556 Bacteria_16S 
strain GD521 16S 
Firmicutes; 
465556 Bacteria_16S 


antarcticus strain 20CM 16S ribosomal RNA, partial sequence 14345 
Paenibacillaceae; 


Bacteria; Firmicutes; 
465556 Bacteria_16S 

strain M2000/95/1 
Bacteria; 
465556 Bacteria_16S 


Bacillales; 


1423182 1423114 30 


1430930 1430862 30 


1434019 1433951 30 


Staphylococcus. 


1435546 1435478 30 


1443289 1443221 30 


1446342 1446274 30 


98 


98 


98 


ribosomal RNA, partial sequence 
Bacillales; 


98 


98 


98 


strain R7 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


465556 Bacteria_16S 


1455391 1455323 30 


98 


gi 


Pi2-20 16S ribosomal RNA, partial sequence 14222 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 


gi 


16S ribosomal RNA, partial sequence 1429972 14314 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 


gi 
14 
gi 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; 


gi 
14 


gi 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial 


doudoroffii Bacteria; 
465556 Bacteria_16S 
strain SK-1T 16S 


465556 Bacteria_16S 


pacificensis strain NIBH P2K6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


pacificensis Bacteria; 


Psychrobacter. 

465556 Bacteria_16S 1479540 1479472 30 98 gi| 219878381 |ref|NR_025520.1 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 148010 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

465556 Bacteria_16S 1484115 1484047 30 98 gi|219857506|ref|NR_025094.1 
strain SW32 16S ribosomal RNA, partial sequence 1483159 14846 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 
465556 Bacteria_16S 1511247 1511179 30 98 gi| 219846273 |ref|NR_025863.1 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 151166 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 
465556 Bacteria_16S 1512615 1512547 30 98 gi| 219878127 |ref|NR_025266.1 
strain 8025 16S ribosomal RNA, partial sequence 1511717 15130 

Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Histophilus 
465556 Bacteria_16S 1518587 1518519 30 98 gi|219857618|ref|NR_025207.1 
strain PC18 16S ribosomal RNA, partial sequence 1517647 15191 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

465556 Bacteria_16S 1520099 1520031 30 98 gi|219857617|ref|NR_025206.1 
strain PC80 16S ribosomal RNA, partial sequence 1519166 15206 

Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

465556 Bacteria_16S 1547623 1547555 30 98 gi|219857260|ref|NR_024891.1 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 15481 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


465556 Bacteria_16S 
strain ATCC 29914 


Proteobacteria; 


1459723 1459655 30 


1470439 1470371 30 


Proteobacteria; 


1553550 1553482 30 


98 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


98 


98 


gi 
14 


gi 


gi 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


465556 Bacteria_16S 
paranensis strain 


1556502 1556422 18 


98 


gi 


HKI 0190 16S ribosomal RNA, partial sequence 


paranensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
465556 Bacteria_16S 
terrestris strain 


Kitasatospora. 


1557996 1557916 18 


98 


gi 


HKI 0186 16S ribosomal RNA, partial sequence 


terrestris Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
465556 Bacteria_16S 
gansuensis strain 


Kitasatospora. 


1559490 1559410 18 


98 


gi 


HKI 0314 16S ribosomal RNA, partial sequence 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
465556 Bacteria_16S 


strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


465556 Bacteria_16S 
strain SP1402 16S 


465556 Bacteria_16S 


Kitasatospora. 


1576008 1575920 10 


1579083 1578999 14 


1591334 1591254 18 


98 


98 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


98 


gi 


gi 


gi 


Idiomarinac 


1578118 15795 


224581443 


224581435 


224581433 


33051 14345 


224581431 


224581426 


14423 


224581423 
45391 14468 


224581417 
sequence 


Gammaproteobacteria; Aeromonadales; 


224581413 
58766 14602 
Enterobac 
224581406 


219857220 
15525 
Enterobac 
219846194 
Actinomyce 


219846193 


Actinomyce 


219846192 
Actinomyce 


219856867 


219846381 


Pasteurellaceae; 


Pseudomonadales; 


ref|NR_027225.1 


ref|NR_027217.1 


ref|NR_027215.1 


ref |NR_027213.1 


ref|NR_027207.1 


ref|NR_027204.1 
81 Psychrobacter 


ref|NR_027198.1 


ref|NR_027194.1 
teriaceae; 
ref|NR_027187.1 

1469465 147099 


Idiomarina. 
NR_024848.1 


eae; 
ref 


teriaceae; Provi 
ref|NR_025784.1 

1555586 155703 
tales; 


ref|NR_025783.1 
1557082 155852 
tales; 


ref|NR_025782.1 

1558576 156000 
tales; Streptomy 
ref|NR_024686.1 


eae; 
ref 


Actinosynne 
NR_025972.1 


aceae; Pseudomon 


219878484 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 


ref |NR_025623.1 
1590391 159188 


Psychrobacter 


15 1423690 Psychrobacter maritimus 


Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 
Phocoenobacter. 


Staphylococcus felis 


25 Staphylococcus felis Bacteria; 


Paenibacillus 


76 1436085 Paenibacillus antarcticus 
Paenibacillus. 


Actinobacillus scotiae 


29 1443825 Actinobacillus scotiae 
Actinobacillus. 


Psychrobacter arenosus 
arenosus Bacteria; 


Psychrobacter. 


Oceanimonas 


1454432 1455915 Oceanimonas 
Aeromonadaceae; 


Oceanimonas. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 
Xenorhabdus. 


Psychrobacter 
0 Psychrobacter 


Moraxellaceae; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


Histophilus somni 


77 Histophilus somni Bacteria; 


Hespellia stercorisuis 


15 Hespellia stercorisuis Bacteria; 


Hespellia porcina 


14 Hespellia porcina Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Providencia stuartii 


80 1554073 Providencia stuartii Bacteria; 


dencia. 
Kitasatospora 
1 Kitasatospora 


Streptomycineae; 


Kitasatospora 
5 Kitasatospora 


Streptomycineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Streptomyces 
8 Streptomyces 


tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


465556 Bacteria_ 
strain DSM 43049 


465556 Bacteria_ 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


465556 Bacteria_ 
strain DSM 40597 


465556 Bacteria_ 


purpurogeneiscler 


Streptomycineae; 
465556 Bacteria_ 


decolorationis st 


decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alt 
Shewanella. 

465556 Bacteria_16S 1630851 1630783 30 98 gi| 219878456 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 1633938 1633870 30 98 gi| 219878454 
litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromona 
465556 Bacteria_16S 1658293 1658225 30 98 gi| 219878436 


CAIM 629 16S ribo 
Gammaproteobacter 
465556 Bacteria _1 


strain 75-80 16S 
Proteobacteria; 


strain Albert 199 
Proteobacteria; 


strain 888-76 16S 
Proteobacteria; 


lacusfryxellense 
lacusfryxellense 


465556 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


465556 Bacteria_16S 
paraoxydans strai 
Bacteria; Actinob 


Microbacterium. 


465556 Bacteria_16S 


CAIM 578 16S ribo 
Gammaproteobacter 


465556 Bacteria_16S 


strain KMM 241 16 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonad 
465556 Bacteria_16S 1705710 1705626 14 98 gi| 219878404 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 17061 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophil 
465556 Bacteria_16S 1707200 1707120 18 98 gi| 219878403 
strain SH1 16S ribosomal RNA, partial sequence 1706248 17077 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
465556 Bacteria_16S 1722464 1722396 30 98 gi| 219878393 
strain NF11 16S ribosomal RNA, partial sequence 1721510 17230 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
465556 Bacteria_16S 1724005 1723937 30 98 gi| 219878392 
strain NF23 16S ribosomal RNA, partial sequence 1723051 17245 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
465556 Bacteria_16S 1733063 1732995 30 98 gi| 219878386 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 17335 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivib 
465556 Bacteria_16S 1734561 1734493 30 98 gi| 219878385 


G 
465556 Bacteria _1 


G 
465556 Bacteria_16S 


G 


Streptomyces. 


16S 1597523 1597443 18 98 


16S 1599071 1598991 18 98 


; Streptomyces. 


16S 1600619 1600539 18 98 


16S 1602167 1602087 18 98 


Streptomycetaceae; 
16S 


Streptomyces. 
1608309 1608241 30 98 


6S 1659848 1659780 30 98 
ribosomal RNA, partial sequence 
6S 


1667528 1667460 30 98 


1672133 1672065 30 98 
ribosomal RNA, partial sequence 
1684240 1684160 18 98 
Bacteria; Firmicutes; Clostridia; 
1688688 1688620 30 98 
bosomal RNA, partial sequence 


lales; Bacillaceae; Bacillus. 
1698028 1697948 18 98 


1699564 1699496 30 98 


1701113 1701045 30 98 


us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 


oticus strain DSM 43156 16S ribosomal 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; 


ammaproteobacteria; Vibrionales; Vibri 
82 16S ribosomal RNA, partial sequence 


ammaproteobacteria; Enterobacteriales; 


ammaproteobacteria; Enterobacteriales; 
465556 Bacteria_16S 
strain C/C-an/Bl 16S ribosomal RNA, part 


S ribosomal RNA, partial sequence 


gi|219878480 


16S ribosomal RNA, partial sequence 1596580 15980 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


219878479 


p 
te 


gi 


gi|219878478 


16S ribosomal RNA, partial sequence 1599676 16011 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycinea 


gi|219878477 


gi|219878471 


rain S12 16S ribosomal RNA, partial sequence 


somal RNA, partial sequence 1657325 1658829 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


gi|219878435 
1658880 16603 
onaceae; 
219878430 
16665 


gi 


E 
gi|219878427 
1671187 16725 
Enterobac 
gi|219878419 
Clostridiales; 

gi|219878415 

1687712 16892 


gi|219878409 


n CF36 16S ribosomal RNA, partial sequence 16970 
acteria; Actinobacteridae; Actinomycet 


ales; 


gi|219878408 


somal RNA, partial sequence 1698596 1700102 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


gi|219878407 
1700153 17016 


artial s 
ridae; Actinomycetal 


RNA, parti 


G 


nterobac 


ial sequ 


Micr 


ref|NR_025619.1 
77 Streptomyces 
Streptomycet 
ref|NR_025618. 
equence 15981 
es; 


2 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomycet 
ref|NR_025616.1 
al sequence 


ref|NR_025610.1 
1607365 160881 
eromonadales; 


ref|NR_025595.1 


ref|NR_025593.1 
1632974 163447 
dales; 
ref|NR_025575.1 
o fortis Bacteri 
ref|NR_025574.1 
rimontia. 
ref |NR_025569.1 
70 1668063 Escher 
teriaceae; Esche 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025558.1 
ence 168328 
Clostridiaceae; 
ref|NR_025554.1 


ref|NR_025548.1 
56 1698545 Microb 
ococcineae; Micr 


ref|NR_025547.1 
© pomeroyi Bacte 
ref|NR_025546.1 


aceae; Glaciecol 
ref|NR_025543.1 


aceae; Thermoleo 
ref|NR_025542.1 


ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025525.1 
87 Butyrivibrio 
rio. 


xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 


Streptomycineae; 


Streptomyces niger 


niger Bacteria; 
aceae; 


Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 
aceae; 


Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Shewanella 
2 Shewanella 


Shewanellaceae; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Oceanisphaera 
9 Oceanisphaera 


Aeromonadaceae; Oceanisphaera. 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Escherichia albertii 
ichia albertii Bacteria; 
richia. 

Enterobacter cowanii 


cowanii Bacteria; 


obacter. 

Clostridium 

5 1684702 Clostridium 
Clostridium. 
Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Clostridium diolis 


30 Clostridium diolis Bacteria; 
m. 


Psychrobacter luti 
luti Bacteria; 

Ks 

Psychrobacter fozii 
fozii Bacteria; 

r. 

Butyrivibrio hungatei 


hungatei Bacteria; 


ref|NR_025524.1 
1733638 173507 


Pseudobutyrivibrio 
9 Pseudobutyrivibrio 


465556 Bacteria_16S 1742225 1742157 30 98 gi|219878379|ref|NR_025518.1| Anaerobiospirillum 
thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 1741287 1742780 Anaerobiospirillum 
thomasii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 
465556 Bacteria_16S 1754416 1754348 30 98 gi|219878370|ref|NR_025509.1| Pseudoalteromonas 
agarivorans strain KMM 255 16S ribosomal RNA, partial sequence 1753455 1754959 Pseudoalteromonas 
agarivorans Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
465556 Bacteria_16S 1755976 1755908 30 98 gi|219878369|ref|NR_025508.1| Halomonas halocynthiae 
strain KMM 1376 16S ribosomal RNA, partial sequence 1755010 1756523 Halomonas halocynthiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 


465556 Bacteria_16S 1757547 1757479 30 98 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
strain 2825 16S ribosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 

465556 Bacteria_16S 1766520 1766452 30 98 gi|219878360|ref|NR_025499.1| Alkalilimnicola 


halodurans strain 34Alc 16S ribosomal RNA, partial sequence 1765552 1767023 Alkalilimnicola halodurans 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalilimnicola. 
465556 Bacteria_16S 1775446 1775366 18 98 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
465556 Bacteria_16S 1776998 1776930 30 98 gi|219878352|ref|NR_025491.1| Vibrio hepatarius 
strain LMG 20362 16S ribosomal RNA, partial sequence 1776030 1777497 Vibrio hepatarius Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
465556 Bacteria_16S 1778523 1778455 30 98 gi|219878351|ref|NR_025490.1| Paenibacillus 
agaridevorans strain DSM 1355 16S ribosomal RNA, partial sequence 1777548 1779056 Paenibacillus 
agaridevorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


465556 Bacteria_16S 1780072 1780004 30 98 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

465556 Bacteria_16S 1784543 1784475 30 98 gi| 219878347 |ref|NR_025486.1| Halomonas muralis 
strain : LMG 20969 16S ribosomal RNA, partial sequence 1783587 1785079 Halomonas muralis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

465556 Bacteria_16S 1787588 1787520 30 98 gi|219878344|ref|NR_025483.1| Halorhodospira 
neutrophila strain SG 3301 16S ribosomal RNA, partial sequence 1786631 1787986 Halorhodospira 


neutrophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Halorhodospira. 
465556 Bacteria_16S 1792106 1792038 30 98 gi|219878341|ref|NR_025480.1| Vibrio chagasii strain 
R-3712 16S ribosomal RNA, partial sequence 1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 

Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


465556 Bacteria_16S 1793580 1793512 30 98 gi|219878340|ref|NR_025479.1| Vibrio pacinii strain 
LMG 19999 16S ribosomal RNA, partial sequence 1792623 1794116 Vibrio pacinii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

465556 Bacteria_16S 1795135 1795067 30 98 gi|219878339|ref|NR_025478.1| Vibrio xuii strain R- 
15052 16S ribosomal RNA, partial sequence 1794167 1795601 Vibrio xuii Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

465556 Bacteria_16S 1796620 1796552 30 98 gi|219878338|ref|NR_025477.1| Vibrio brasiliensis 


strain LMG 20546 16S ribosomal RNA, partial sequence 1795652 1797155 Vibrio brasiliensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
465556 Bacteria_16S 1798174 1798106 30 98 gi|219878337|ref|NR_025476.1| Vibrio neptunius 
strain LMG 20536 16S ribosomal RNA, partial sequence 1797206 1798673 Vibrio neptunius Bacteria; 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


465556 Bacteria_16S 1801188 1801120 30 98 gi|219878335|ref|NR_025474.1| Paenibacillus 
stellifer strain IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

465556 Bacteria_16S 1802754 1802686 30 98 gi|219878334|ref|NR_025473.1| Bacillus 


decolorationis strain LMG 19507 16S ribosomal RNA, partial sequence 1801788 1803290 Bacillus 
decolorationis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


465556 Bacteria_16S 1825851 1825783 30 98 gi|219878319|ref|NR_025458.1| Psychrobacter 
marincola strain KMM 277 16S ribosomal RNA, partial sequence 1824887 1826314 Psychrobacter 
marincola Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
465556 Bacteria_16S 1827329 1827261 30 98 gi|219878318|ref|NR_025457.1| Psychrobacter 
submarinus strain KMM 225 16S ribosomal RNA, partial sequence 1826365 1827792 Psychrobacter 
submarinus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
465556 Bacteria_16S 1842596 1842528 30 98 gi|219878307|ref|NR_025446.1| Bacillus halodurans 


strain DSM 497 16S ribosomal RNA, partial sequence 1841624 1843132 Bacillus halodurans Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
465556 Bacteria_16S 1844161 1844093 30 98 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 

Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 
465556 Bacteria_16S 1847176 1847108 30 98 gi|219878304|ref|NR_025443.1| Shewanella 
livingstonensis strain NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 


livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


465556 Bacteria_16S 1854682 1854614 30 


sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 


465556 Bacteria_16S 1857634 1857566 30 


strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 18581 
Firmicutes; Lactobacillales; Carnobacteriaceae; 


465556 Bacteria_16S 1862239 1862171 30 


strain ME102 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 


465556 Bacteria_16S 1863746 1863678 30 


israelensis strain Bal 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


465556 Bacteria_16S 1865328 1865260 30 


canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanos 


Chromohalobacter. 


465556 Bacteria_16S 1869859 1869791 30 


strain LMG 21857 16S ribosomal RNA, partial sequence 1868909 18703 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecol 


465556 Bacteria_16S 1872969 1872901 30 


strain LUH4616 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 


465556 Bacteria_16S 1875948 1875880 30 


strain HK85 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


465556 Bacteria_16S 1888415 1888347 30 


schindleri strain LUH5832 16S ribosomal RNA, partial sequence 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxe 


465556 Bacteria_16S 1903597 1903529 30 


CIP 106764 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; 


465556 Bacteria_16S 1904968 1904900 30 


limnaeus strain A26 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chro: 


465556 Bacteria_16S 1913789 1913721 30 


strain LUH 3792Type 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; M 


465556 Bacteria_16S 1915336 1915268 30 


azoreducens strain CM1 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; 


465556 Bacteria_16S 1929237 1929169 30 


strain 2674 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


465556 Bacteria_16S 1930773 1930705 30 


strain 2693 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 


465556 Bacteria_16S 1942810 1942742 30 


strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 19433 
Firmicutes; Bacillales; Paenibacillaceae; 


465556 Bacteria_16S 1949022 1948942 18 


Microbacterium. 


465556 Bacteria_16S 1962633 1962565 30 


strain 95Al1 16S ribosomal RNA, complete sequence 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Pasteurella. 
gi| 219878216 


465556 Bacteria_16S 1968740 1968660 18 


strain ET-5b 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillales Family xX. 


465556 Bacteria_16S 1973054 1972974 18 


strain CK58 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
gi| 219878203 
strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteri 
gi| 219878202 


465556 Bacteria_16S 1988708 1988640 30 


465556 Bacteria_16S 1990256 1990188 30 


Trichococcus. 


Facklamia. 


Paenibacillus 


Paenibacillus. 
gi| 219878229 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 

foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 


gi|219878220 


gi|219878298 


gi|219878296 


gi|219878293 


1861284 18627 


gi|219878292 
18627 


gi|219878291 


gi|219878288 
gi|219878286 
1872026 18734 


gi|219878284 
1874987 18764 


gi|219878273 
gi|219878261 
1902626 19040 


gi|219878260 
19040 


gi|219878253 
19128 


gi|219878252 
19143 


gi| 219878242 
1928261 19297 


gi| 219878241 
1929813 19313 


gi|219878233 


1961654 19631 


1967755 19691 


1972100 19735 


ref |NR_025437.1 


ref|NR_025435.1 


ref |NR_025432.1 


ref |NR_025431.1 


Halomonadaceae; 
ref|NR_025430.1 
1864353 186588 


ref|NR_025427.1 


ref|NR_025425.1 
90 Acinetobacter 


ref |NR_025423.1 


eae; Haemophilus 
ref |NR_025412.1 
1887472 188893 


ref |NR_025400.1 


ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref |NR_025391.1 
61 1915860 Paenib 


ref |NR_025381.1 


ae; Moritella. 
ref|NR_025380.1 


ae; Moritella. 
ref |NR_025372.1 
47 Paenibacillus 
ref |NR_025368.1 

1948071 194955 


les; Micrococcin 


ref|NR_025359.1 


ref|NR_025355.1 


ref|NR_025352.1 


ref |NR_025342.1 


Shewanellaceae; 


Globicatella 


1853726 1855215 Globicatella 


Trichococcus palustris 


69 Trichococcus palustris Bacteria; 


Oleiphilus messinensis 


20 Oleiphilus messinensis Bacteria; 


Chromohalobacter 


71 1864302 Chromohalobacter israelensis 


Chromohalobacter. 
Chromohalobacter 
4 Chromohalobacter 


pirillales; Halomonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Acinetobacter parvus 
parvus Bacteria; 


ae; Acinetobacter. 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Acinetobacter 
7 Acinetobacter 
llaceae; Acinetobacter. 
Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 
Acinetobacter ursingii 
obacter ursingii 
inetobacter. 
Paenibacillus 

acillus azoreducens 


Moritella profunda 


62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Paenibacillus cookii 
cookii Bacteria; 


Microbacterium 
0 Microbacterium 


eae; Microbacteriaceae; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 
Incertae Sedis; Thermicanus. 
gi| 219878213 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
aceae; Tatumella. 


ref|NR_025341.1 


Serratia 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serratia. 


465556 Bacteria _1 


strain DSM 30063 
Proteobacteria; 


strain DSM 4576 1 
Proteobacteria; 


strain DSM 12358 
Proteobacteria; 


strain DSM 4594 1 
Proteobacteria; 


strain DSM 30118 
Proteobacteria; 


proteus strain 42 
Bacteria; 


strain 81H-380. 
Proteobacteria; 


1 


strain Eb 13/82 1 
Proteobacteria; 


strain $3/2-161 1 
Proteobacteria; 


G 
465556 Bacteria_1 


G 
465556 Bacteria _1 


G 
465556 Bacteria _1 


G 
465556 Bacteria 1 


G 
465556 Bacteria _1 
DSM 5563 16S ribo 
Gammaproteobacter 
465556 Bacteria_16S 


Proteob 
465556 Bacteria_16S 


G 
465556 Bacteria_16S 


G 
465556 Bacteria_16S 


G 
465556 Bacteria_16S 


6S 1991804 1991736 30 98 gi 
ammaproteobacteria; Enterobacteriales; 


6S 1993347 1993279 30 98 gi 


ammaproteobacteria; Enterobacteriales; 
6S 1994895 1994827 30 98 gi 


ammaproteobacteria; Enterobacteriales; 
6S 1996430 1996362 30 98 gi 


ammaproteobacteria; Enterobacteriales; 
6S 1997975 1997907 30 98 gi 


ammaproteobacteria; Enterobacteriales; 
6S 1999514 1999446 30 98 gi 


Enterobacteriales; Enterobacteriac 
2001048 2000980 30 98 gi 
16S ribosomal RNA, partial sequence 


ia; 


2002584 2002516 30 98 gi 
ammaproteobacteria; Enterobacteriales; 
2004116 2004048 30 98 gi 


ammaproteobacteria; Enterobacteriales; 
2005661 2005593 30 98 gi 


ammaproteobacteria; Enterobacteriales; 
2007207 2007139 30 98 gi 


acteria; Gammaproteobacteria; Enteroba 


E 


E 


E 


E 


E 


E 


E 


E 


ct 
219878194 


219878201 
16S ribosomal RNA, partial sequence 1990842 19923 
nterobac 
219878200 
6S ribosomal RNA, partial sequence 1992387 19938 
nterobac 
219878199 
16S ribosomal RNA, partial sequence 1993927 19 
ntero 
219878198 
6S ribosomal RNA, partial sequence 1995493 19 
ntero 
219878197 
16S ribosomal RNA, partial sequence 1997016 19 
ntero 
219878196 
somal RNA, partial sequence 1998561 2000045 Pr 
ea 
219878195 


e; Pr 


20 
erial 


6S ribosomal RNA, partial sequence 2001636 20 


ntero 


219878193 
6S ribosomal RNA, partial sequence 2003168 20 


ntero 


219878192 
6S ribosomal RNA, partial sequence 2004699 20 


ntero 


219878191 


strain S$1/1-984 16S ribosomal RNA, partial sequence 2006247 20 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


465556 Bacteria_16S 


2008751 2008683 30 98 gi 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial 


ferragutiae Bacte 
Buttiauxella. 


465556 Bacteria_16S 


strain $1/6-571 1 
Proteobacteria; 


carotovorum subsp 


G 
465556 Bacteria_16S 


ria; Proteobacteria; Gammaproteobacter 


2010310 2010242 30 98 gi 


ammaproteobacteria; Enterobacteriales; 
2028182 2028114 30 98 gi 
odoriferum strain LMG 17566 16S ribo 


E 


ia 


E 


so 


ntero 


219878190 
se 


quenc 
Ent 


v 


219878189 
6S ribosomal RNA, partial sequence 2009346 20 


ntero 


219878177 


mal R 


Pectobacterium carotovorum subsp. odoriferum Bacteria; 


Enterobacteriales 


465556 Bacteria_16S 


strain LMG 12370 
Firmicutes; Bacil 


465556 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


465556 Bacteria_16S 


strain KK19 16S r 
Firmicutes; Bacil 


465556 Bacteria_16S 


stelliscabiei str 
stelliscabiei Bac 
Streptomycetaceae 


465556 Bacteria_16S 


reticuliscabiei s 
reticuliscabiei B 
Streptomycetaceae 


465556 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


465556 Bacteria_16S 


roseopersicina st 
roseopersicina Ba 


465556 Bacteria_16S 


strain T9 16S rib 
Proteobacteria; G 


465556 Bacteria_16S 


strain 63 16S rib 
Proteobacteria; G 


; Enterobacteriaceae; Pectobacterium. 


2038773 2038705 30 98 gi 


lales; Bacillaceae; Virgibacillus. 
2040333 2040265 30 98 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2048158 2048090 30 98 gi 
ibosomal RNA, complete sequence 
lales; Paenibacillaceae; Paenibacillus 
2054398 2054318 18 98 gi 
ain CFBP 4521 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
2055867 2055787 18 98 gi 
train CFBP 4531 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
Streptomyces. 
2060461 2060393 30 98 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2061989 2061921 30 98 gi 
rain DSM 229 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 
2086468 2086400 30 98 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2092466 2092398 30 98 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


’ 


’ 


co 


al 
e; 


ti 
da 


Eu 


1 
te 


219878169 
16S ribosomal RNA, partial sequence 2037802 20 


219878168 
eq 


uence 
ccace 


219878160 
2047168 20 


219878155 


sequ 
Acti 


219878154 


al se 
e; Ac 


219878150 


20 
bacte 


219878149 


seque 
ria; 


219878132 
2085504 20 
Alcani 


219878128 
2091488 2093018 Shewanella baltica Bacteria; 
Shewanellaceae; 


ref |NR_025340.1 


teri 
ref 


aceae; Serr 
NR_025339.1 


teri 
ref 


aceae; Serr 
NR_025338.1 
954 
bacteri 


ref 


aceae; Serr 
NR_025337.1 
969 
bacteri 


ref 


aceae; Rahn 
NR_025336.1 
985 
bacteri 
ref 
a fo 
a. 
ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 
ref |NR_025333.1 


aceae; Prot 
NR_025335.1 
agi ntium Bacte 


agi 


000 


es; 


031 
bacteri 


ref 


aceae; Lemin 
NR_025332.1 


046 
bacteri 


ref 


aceae; Budvi 
NR_025331.1 
061 
bacteriaceae; Butti 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025329.1 

2007792 200929 
bacteriales; Ent 


077 
bac 


e 
ero. 


ref |NR_025328.1 
50 Buttiauxella 
teriaceae; Butti 
ref |NR_025316.1 
partial sequenc 


108 
bac 


NA, 


ref |NR_025308.1 
39307 Virgibacillus 
ref |NR_025307.1 

2039358 204086 
Dolosicoccus. 
ref |NR_025299.1 
07 Paenibacillus 


ae; 
487 


ref|NR_025294.1 
ence 2053442 205491 
nomycetales; Strept 


ref 
nce 
omyc 


NR_025293.1 
205497 
etales; Stre 


que 
tin 


ref |NR_025289.1 
20 2060972 Eubact 
m. 
ref|NR_025288.1 
2061023 206241 
omatiales; Chrom 
ref|NR_025271.1 


595 
riu 


nce 
Chr 


870 


voracaceae; Alcaniv 


r 


Serratia grimesii 


36 Serratia grimesii Bacteria; 
a 


tia. 
Serratia fonticola 


76 Serratia fonticola Bacteria; 
a 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 
a 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 
e 


ilas 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
e 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


96 Buttiauxella izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 
Pectobacterium 
e 2027216 2028703 


Proteobacteria; Gammaproteobacteria; 


Virgibacillus proomii 
proomii Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Paenibacillus borealis 
borealis Bacteria; 


Streptomyces 
9 Streptomyces 
omycineae; 


Streptomyces 
0 2056387 Streptomyces 
ptomycineae; 


Eubacterium sulci 
erium sulci Bacteria; 


Lamprocystis 

5 Lamprocystis 
atiaceae; Lamprocystis. 
Alcanivorax jadensis 


02 Alcanivorax jadensis Bacteria; 


orax. 


ref|NR_025267.1 


Shewanella. 


Shewanella baltica 


465556 Bacteria_16S 2095563 2095495 30 98 gi|219878125|ref|NR_025264.1| Bacillus hwajinpoensis 
strain SW-72 16S ribosomal RNA, partial sequence 2094597 2096103 Bacillus hwajinpoensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 2107684 2107616 30 98 gi|219878115|ref|NR_025254.1] Alkanindiges 
illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 
illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Alkanindiges. 

465556 Bacteria_16S 2109231 2109151 18 98 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 2121385 2121317 30 98 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 

465556 Bacteria_16S 2127497 2127429 30 98 gi|219857650|ref|NR_025239.1| Thioalkalispira 
microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 2126557 2127989 Thioalkalispira 
microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalispira. 

465556 Bacteria_16S 2138036 2137956 18 98 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 

465556 Bacteria_16S 2160582 2160502 18 98 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

465556 Bacteria_16S 2169797 2169729 30 98 gi|219857622|ref|NR_025211.1| Carnobacterium 
pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 2168820 2170305 Carnobacterium 
pleistocenium Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

465556 Bacteria_16S 2175864 2175796 30 98 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
strain YKJ-103 16S ribosomal RNA, partial sequence 2174910 2176403 Psychrobacter jeotgali Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

465556 Bacteria_16S 2177411 2177343 30 98 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 
strain IH003 16S ribosomal RNA, partial sequence 2176454 2177927 Leuconostoc inhae Bacteria; 
Firmicutes; Lactobacillales; Leuconostoc. 

465556 Bacteria_16S 2186471 2186403 30 98 gi|219857608|ref|NR_025197.1| Carnobacterium 
viridans strain MPL-11 16S ribosomal RNA, partial sequence 2185517 2186981 Carnobacterium viridans 
Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Carnobacterium. 

465556 Bacteria_16S 2189515 2189447 30 98 gi|219857606|ref|NR_025195.1| Shewanella fidelis 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 2190057 Shewanella fidelis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

465556 Bacteria_16S 2225736 2225668 30 98 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

465556 Bacteria_16S 2227297 2227229 30 98 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

465556 Bacteria_16S 2236478 2236398 18 98 gi|219857575|ref|NR_025163.1| Desulfonatronum 
thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 2235498 2236978 Desulfonatronum 
thiodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfonatronumaceae; 
Desulfonatronum. 

465556 Bacteria_16S 2237975 2237907 30 98 gi|219857574|ref|NR_025162.1] Tindallia 
californiensis strain APO 16S ribosomal RNA, partial sequence 2237029 2238483 Tindallia 
californiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

465556 Bacteria_16S 2239492 2239424 30 98 gi|219857573|ref|NR_025161.1| Yersinia rohdei strain 
ATCC 43380 16S ribosomal RNA, partial sequence 2238534 2239994 Yersinia rohdei Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

465556 Bacteria_16S 2241003 2240935 30 98 gi|219857572|ref|NR_025160.1| Yersinia pestis strain 
NCTC 5923 16S ribosomal RNA, partial sequence 2240045 2241505 Yersinia pestis Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

465556 Bacteria_16S 2242514 2242446 30 98 gi|219857571|ref|NR_025159.1| Yersinia kristensenii 
strain ATCC 33638 16S ribosomal RNA, partial sequence 2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

465556 Bacteria_16S 2244025 2243957 30 98 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

465556 Bacteria_16S 2248586 2248506 18 98 gi| 219857567 |ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

465556 Bacteria_16S 2250149 2250081 30 98 gi|219857566|ref|NR_025154.1] Fructobacillus 


fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 
fructosus Bacteria; 


Firmicutes; Lactobacillales; 


2249193 225066 


Fructobacillus. 


7 Fructobacillus 


465556 Bacteria_16S 


ficulneus strain 
Bacteria; 


Bacteria; 


ruthenica strain 
Bacteria; 


Bacteria; 


Proteobacteria; 


Thioalkalivibrio. 


465556 Bacteria_16S 
flavipulchra stra 
flavipulchra Bact 


Pseudoalteromonas 


465556 Bacteria_16S 
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Proteobacteria; 


strain L2-TR 16S 
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Bacteria; 


brasilensis strai 
brasilensis Bacte 


465556 Bacteria_16S 
n LMG S-19263 16S ribosomal RNA, parti 
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gubbeenense Bacte 
Microbacteriaceae 


465556 Bacteria_16S 
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Proteobacteria; 
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Proteobacteria; 


gottschalkii stra 
gottschalkii Bact 
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465556 Bacteria_16S 
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Bacteria; Firmicu 


465556 Bacteria_16S 
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Clostrid 


viterbiensis stra 
viterbiensis Bact 


465556 Bacteria_16S 
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465556 Bacteria_16S 
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Proteobacteria; G 
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465556 Bacteria_16S 
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Proteob 
465556 Bacteria_16S 
KMM300 16S ribosomal RNA, partial sequ 
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Pseudoalteromonas 
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465556 Bacteria_16S 
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Proteob 
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G 


G 
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2251674 2251606 30 98 


gi 
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2264027 2263959 30 98 gi 
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gi 
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gi 
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gi 
22 
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gi 


acteria; Proteobacteria; 


2291413 2291345 30 98 
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ribosomal RNA, partial sequence 22 
ammaproteobacteria; Alteromonadales; 
2298922 2298854 30 98 gi 
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2314073 2314005 30 98 gi 
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2317116 2317048 30 98 gi 
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98 gi 
ria; Actinobacteria; Actinobacteridae; 
; Microbacterium. 
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gi 
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gi 
tes; Bacillales; Planococcaceae; 
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2414225 2414157 30 98 
S ribosomal RNA, partial sequence 


gi 


2415792 2415712 18 98 


gi 


FS-1 16S ribosomal RNA, partial sequen 


n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


ain KMM 3549 16S ribosomal RNA, partia 
Gammaproteobact 


5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 


ammaproteobacteria; Methylococcales; M 
465556 Bacteria_16S 
thiocyanoxidans s 
thiocyanoxidans B 


train ARh 2 16S ribosomal RNA, partial 
Gammaproteoba 


in NCIMB2033 16S ribosomal RNA, partia 
Gammaproteobacte 


s 


I 


in T8 16S ribosomal RNA, partial seque 


16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pa 
465556 Bacteria_16S 
2390343 23918 


SW28 16S ribosomal RNA, partial seque 
Sporo 


Gammaproteobact 


2413261 24147 
ammaproteobacteria; Methylococcales; Met 
465556 Bacteria_16S 


219857565 
ce 22507 


219857557 
ence 22630 
irillales; 
219857552 
ence 22707 
nadales; 


219857551 
L 
er 


219857548 
e 22768 
occales; 
219857544 
82981 22844 
ethylococc 
219857541 
sequence 
cteria; 


219857538 
1 sequence 
ria; Alter 


219857535 
93525 22949 
hewanellac 
219857531 
97982 22993 
diomarinac 
219857520 
nce 23131 


219857518 
quence 

llaceae; P 
219857510 
al sequenc 
Actinomyc 


219857485 


steurellac 
219857466 


Halomonad 
219857462 
uence 
iales; Clo 
219857461 
nce 23978 
sarcina. 

219857456 
1 sequence 
iales; Clo 
219857452 
sequence 

eria; Meth 


219857451 


hylococe 


P 
sequence 


ia; Alte 


M 


Ch 


ref|NR_025153.1 
18 2252192 Fructo 


Fructobacillus 
bacillus ficulneus 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 
Pseudoalteromonas 

alteromonas ruthenica 

aceae; 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025140.1 
90 2272278 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


ref|NR_025139.1 
2272329 227377 
romonadales; Pse 


ref |NR_025136.1 
93 2278392 Methyl 
ethylococcaceae; 
ref|NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025129.1 

2285990 228738 
romatiales; Ecto 


Methylomicrobium 
omicrobium buryatense 
Methylomicrobium. 
Methylobacter marinus 
marinus Bacteria; 
cter. 

Thioalkalivibrio 
3 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


6 
omonadales; u 
ref|NR_025123.1] Shewanella olleyana 
83 Shewanella olleyana Bacteria; 

eae; Shewanella 
ref|NR_025119.1| Idiomarina loihiensis 
96 Idiomarina loihiensis Bacteria; 

eae; Idiomarina. 
ref|NR_025108.1 
25 2314583 Salini 


Salinicoccus 
coccus alkaliphilus 


ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025098.1 
e 2328328 232964 
etales; Micrococ 


Paenibacillus 
1 Paenibacillus 


Microbacterium 
4 Microbacterium 
cineae; 


ref|NR_025073.1| Haemophilus felis 
76 Haemophilus felis Bacteria; 
eae. 
ref|NR_025054.1| Halomonas alimentaria 
35 Halomonas alimentaria Bacteria; 
aceae; Halomonas 
ref|NR_025050.1 
2396386 239781 
stridiales Famil 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


ref|NR_025049.1 
69 2399376 Sporos 


Sporosarcina 
arcina aquimarina 


ref |NR_025044.1 
2405537 240701 
stridiaceae; Cal 
ref |NR_025040.1 
2411699 241321 
ylococcales; Met 


Caloramator 

6 Caloramator 
oramator. 
Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


ref|NR_025039.1| Methylosarcina fibrata 
76 Methylosarcina fibrata Bacteria; 
aceae; Methylosarcina. 


219857450 


inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 


inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfovibrio. 


Desulfo 


ref |NR_025038.1| Desulfovibrio 
2414827 2416310 Desulfovibrio 
vibrionales; Desulfovibrionaceae; 


465556 Bacteria_16S 


strain DSM5578 16 
Firmicutes; Lacto 


465556 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


465556 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; G 


465556 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


465556 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


465556 Bacteria_16S 


paradoxus strain 
Bacteria; Proteob 


465556 Bacteria_16S 


strain KMM 3299 1 
Proteobacteria; G 


465556 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 
Pseudoalteromonas 


465556 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


465556 Bacteria_16S 
16S ribosomal RNA, partial sequence 2449732 24511 


strain KCTC 3666 
Firmicutes; Bacil 


465556 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


465556 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


465556 Bacteria_16S 


strain ATCC 33531 
Bacteria; Proteob 


465556 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


465556 Bacteria_16S 


aerophilum strain 
Bacteria; Proteob 


465556 Bacteria_16S 


nitratis strain A 
Bacteria; Proteob 


465556 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


465556 Bacteria_16S 


strain T1-X7 16S 
Actinobacteria; A 


465556 Bacteria_16S 


australiensis str 
australiensis Bac 
Intrasporangiacea 


465556 Bacteria_16S 


olearium strain §S 
Bacteria; Firmicu 


465556 Bacteria_16S 


strain DSM 12769 


Proteobacteria; G 


465556 Bacteria_16S 


strain Z 16S ribo 
Clostridia; Clost 


2418882 2418814 30 98 

S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420437 2420369 30 98 
ibosomal RNA, partial sequence 


gi 


gi 


lales; Thermoactinomycetaceae; Laceyel 
2452217 2452137 18 98 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2453740 2453660 18 98 gi 
in KCTC 3667 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2462708 2462640 30 98 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
2464187 2464107 18 98 gi 
in DSM 1291 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2468899 2468831 30 98 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2470380 2470312 30 98 gi 
LJ12 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
2471885 2471817 30 98 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2492868 2492788 18 98 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2494355 2494275 18 98 gi 
ain 109 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
e; Tetrasphaera. 

2504888 2504820 30 98 gi 
Rl 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
2506443 2506375 30 98 gi 


ammaproteobacteria; Chromatiales; Ecto 
2515556 2515476 18 98 gi 


ridiales; Clostridiaceae; Caloramator. 


465556 Bacteria_16S 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


2527642 2527562 18 98 gi 


tes; Clostridia; Clostridiales; 


la 


1 
ti 


1 


ti 


ct 


s 
ia 


ce 
ha 


ce 


al 


al 


oc 


ue 
e; 


sp 


th 


219857447 
2417916 24194 


219857446 
2419471 24209 


219857418 
sequence 
nomyceta 
219857417 
sequence 
nomyceta 
219857408 


24617 
eriales; 


219857407 


equence 
les; 


24679 
les; Pis 


219857403 


24694 
es; 


24709 


es; Ecto 


219857388 
2491905 24933 


occineae 


219857387 


nce 


219857379 


25039 
iraceae; 


219857373 
16S ribosomal RNA, partial sequence 2505486 25069 


iorhodos 


219857367 
somal RNA, partial sequence 2514611 2516064 Calor 


219857359 a 
2526673 2528174 Desulfotomaculum alkaliphilum 
Peptococcaceae; 


Clo 
219857404 


Ecto 
219857402 


Actinomycet 


ref|NR_025035.1 


ref |NR_025034.1 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref|NR_025005.1 
2452794 245426 
ceae; 
ref |NR_024996.1 
40 2463175 Raoult 
Enterobacteriac 
ref |NR_024995.1 

2463226 246471 
stridiaceae; Clo 
ref |NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref|NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 
ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024975.1 

2493400 249486 
ales; Microc 


ref |NR_024967.1 
25 2505435 Sporob 
Sporobacterium. 
ref|NR_024961.1 


pira 
ref 
amat 


ceae; Alkali 
NR_024955.1 
or coolhaasi 


ref|NR_024947.1 


Thermoflav 


Leuconostoc gelidum 


20 Leuconostoc gelidum Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


bacillales; Leuconostoc. 

2427930 2427862 30 98 gi|219857439|ref|NR_025027.1| Oceanimonas baumannii 
bosomal RNA, partial sequence 2427049 2428344 Oceanimonas baumannii Bacteria; 
ammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 

2432360 2432292 30 98 gi|219857436|ref|NR_025024.1| Paenibacillus 
n WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

2435416 2435336 18 98 gi|219857431|ref|NR_025019.1| Clostridium 
ain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

2441525 2441457 30 98 gi|219857426|ref|NR_025014.1| Thioalkalivibrio 
ARh1 16S ribosomal RNA, partial sequence 2440572 2442029 Thioalkalivibrio paradoxus 
acteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 

2443021 2442953 30 98 gi|219857424|ref|NR_025012.1| Shewanella japonica 
6S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

2447606 2447538 30 98 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 
n KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

2449142 2449074 30 98 gi|219857420|ref|NR_025008.1| Alkalibacterium 
train WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
acteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

2450666 2450586 18 98 gi|219857419|ref|NR_025007.1| Laceyella putida 


92 Laceyella putida Bacteria; 


Seinonella 
3 Seinonella 
Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 
Raoultella planticola 
ella planticola 
eae; Raoultella. 
Clostridium 
2 Clostridium 
stridium. 
Thioalkalimicrobium 
kalimicrobium aerophilum 
; Thioalkalimicrobium. 
Thioalkalivibrio 
kalivibrio nitratis 
ae; Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio versutus 
ae; Thioalkalivibrio. 
Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Tetrasphaera 

9 Tetrasphaera 
occineae; 


Sporobacterium 
acterium olearium 


Alkalispirillum mobile 


49 Alkalispirillum mobile Bacteria; 


spirillum. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Desulfotomaculum 


Desulfotomaculum. 


465556 Bacteria_16S 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 25312 
Clostridia; 
465556 Bacteria_16S 


Firmicutes; 


albus strain JL 8 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus 


465556 Bacteria_16S 
carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Streptacidiphilus. 
465556 Bacteria_16S 
strain SR12 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


465556 Bacteria_16S 


strain CIP 105259 
Proteobacteria; 


acidaminophilum s 


acidaminophilum Bacteria; 
465556 Bacteria_16S 


strain CIP 104883 
Bacteria; 


465556 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


465556 Bacteria_16S 


granulomatis stra 
granulomatis Bact 


465556 Bacteria_16S 


strain HPA92 16S 
Proteobacteria; 


strain 177 16S ri 
Proteobacteria; 


strain P925 16S r 
Proteobacteria; 


strain SEBR 4211 
Firmicutes; Clost 


465556 Bacteria_16S 


strain ATCC 51603 
Proteobacteria; G 


465556 Bacteria_16S 


strain CDC 0876-5 
Bacteria; Proteob 


465556 Bacteria_16S 


strain CDC 2991-8 
Proteobacteria; G 


465556 Bacteria_16S 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


465556 Bacteria_16S 


campinasensis str 
campinasensis Bac 


465556 Bacteria_16S 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


465556 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


465556 Bacteria_16S 


straminisolvens s 
straminisolvens B 


465556 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


Gammaproteobacteria; Pseudomonadales; Pse 
465556 Bacteria_16S 


Gammaproteobacteria; Pasteurellales; 
465556 Bacteria_16S 


Gammaproteobacteria; Pasteurellales; 
465556 Bacteria_16S 


Gammaproteobacteria; Pasteurellales; 
465556 Bacteria_16S 


2530695 2530615 18 98 gi 


Clostridiales; Clostridiaceae; Cl 
2552817 2552737 18 98 gi 
3 16S ribosomal RNA, complete sequence 


2554378 2554298 18 98 gi 


complete sequen 


2559061 2558993 30 98 gi 


Clostridiales; Eubacteriaceae; Eu 
2562147 2562063 14 98 gi 
16S ribosomal RNA, partial sequence 


in ATCC 49244 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacteri 
2602036 2601968 30 98 gi 
ribosomal RNA, partial sequence 
Past 
2603590 2603522 30 98 gi 
bosomal RNA, partial sequence 
Past 
2605144 2605076 30 98 gi 
ibosomal RNA, partial sequence 
Past 
2616025 2615957 30 98 gi 
ridia; Clostridiales; Clostridiales Fami 
2620686 2620618 30 98 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2635815 2635747 30 98 gi 
8 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enterobact 
2637379 2637311 30 98 gi 
1 16S ribosomal RNA, partial sequence 


E 


a; Proteobacteria; Gammaproteobacteria; 


2681221 2681153 30 98 gi 
train IDR2-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; Ca 
2682768 2682688 18 98 gi 
train CSK1 16S ribosomal RNA, partial se 
acteria; Firmicutes; Clostridia; Clostri 
2706656 2706588 30 98 gi 
ain T-2-2 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacillale 


219857357 


219857341 
ce 25534 


es; 


219857338 
2558106 25596 


a; 


219857202 
sequence 
rnobacteriaceae; 
219857201 
quence 
diales; 
219857184 


uence 


465556 Bacteria_16S 


2715521 2715453 30 98 gi 


okhotskensis strain MD17 16S ribosomal RNA, partial sequence 


ostridium. 
219857342 
25518 

Streptomycineae; 


Streptomycineae; 


bacterium. 
219857336 

25611 
udomonadaceae; 


sequence 2599506 260100 
Pasteurellales; 
219857267 
2601060 26025 
eurellaceae; 
219857266 
2602614 26041 
eurellaceae; 
219857265 
2604168 26056 
eurellaceae; 
219857255 
16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
ly XII. 

219857252 
26197 
nterobacteriaceae; 
219857234 
26348 
eriales; 
219857233 
26364 


Thiotrichales; 


s Family 
219857178 


ref|NR_024945.1| Clostridium gasigenes 
15 Clostridium gasigenes Bacteria; 


ref|NR_024930.1| Streptacidiphilus 
53 2553362 Streptacidiphilus albus 
Streptomycetaceae; 


ref|NR_024929.1| Streptacidiphilus 
13 2554923 Streptacidiphilus carbonis 
Streptomycetaceae; 


ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 


ref|NR_024924.1| Pseudomonas mosselii 
68 2562680 Pseudomonas mosselii Bacteria; 
Pseudomonas. 


2565155 2565087 30 98 gi|219857291|ref|NR_024922.1| Eubacterium 
train DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
2583537 2583453 14 98 gi|219857279|ref|NR_024910.1| Pseudomonas monteilii 
16S ribosomal RNA, partial sequence 2582558 2584074 Pseudomonas monteilii 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


2591355 2591287 30 98 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 
2600482 2600414 30 98 gi|219857268|ref|NR_024899.1| Mannheimia 


9 Mannheimia 
Pasteurellaceae; Mannheimia. 
ref|NR_024898.1| Mannheimia ruminalis 
63 Mannheimia ruminalis Bacteria; 
Mannheimia. 
ref|NR_024897.1| Mannheimia varigena 
17 Mannheimia varigena Bacteria; 
Mannheimia. 
ref|NR_024896.1| Mannheimia glucosida 
71 Mannheimia glucosida Bacteria; 
Mannheimia. 
NR_024886.1 


ref Fusibacter paucivorans 
Incertae Sedis; Fusibacter. 
ref|NR_024883.1| Kluyvera georgiana 

36 2621149 Kluyvera georgiana Bacteria; 
Kluyvera. 

ref|NR_024862.1| Citrobacter werkmanii 
42 2636362 Citrobacter werkmanii 
Enterobacteriaceae; Citrobacter. 
ref|NR_024861.1| Citrobacter farmeri 

13 2637923 Citrobacter farmeri Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
2638957 2638889 30 98 gi|219857232|ref|NR_024860.1| Actinobacillus 
in 130Z 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 


eria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
2643592 2643524 30 98 gi|219857229|ref|NR_024857.1| Paenibacillus 
ain 324 16S ribosomal RNA, partial sequence 2642624 2644131 Paenibacillus 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
2648197 2648129 30 98 gi|219857226|ref|NR_024854.1| Thiomicrospira 
DSM 5322 16S ribosomal RNA, partial sequence 2647248 2648671 Thiomicrospira 


Piscirickettsiaceae; 


ref|NR_024830.1| Alkalibacterium 
2680270 2681761 Alkalibacterium 
Alkalibacterium. 
ref |NR_024829.1| Clostridium 
2681812 2683258 Clostridium 
Clostridiaceae; Clostridium. 
ref|NR_024812.1| Exiguobacterium 
2705678 2707191 Exiguobacterium 
XII. Incertae Sedis; Exiguobacterium. 
ref|NR_024806.1] Psychrobacter 
2714566 2716057 Psychrobacter 


okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Psychrobacter. 
465556 Bacteria_16S 


strain Y223G 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; 


465556 Bacteria_16S 


strain AM31D 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
465556 Bacteria_16S 


psychrotolerans strain M13-2 16S ribosomal RNA, partial 
psychrotolerans Bacteria; 


465556 Bacteria_16S 
strain SM2-1 16S 
Proteobacteria; 

465556 Bacteria_16S 


schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 


schlegeliana Bacteria; 
465556 Bacteria_16S 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; 


Shewanella. 
465556 Bacteria_16S 


strain MKT 106 16S ribosomal RNA, partial sequence 


Proteobacteria; 
465556 Bacteria_16S 


A1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 
465556 Bacteria_16S 


nagasakiensis strain JCM 11223 16S ribosomal RNA, partial 
nagasakiensis Bacteria; 


Thermaerobacter. 
465556 Bacteria_16S 
strain ATCC15947 
Bacteria; 
465556 Bacteria_16S 


strain JCM1680 16S ribosomal RNA, partial sequence 


Proteobacteria; 
465556 Bacteria_16S 


strain JCM1679 16S ribosomal RNA, partial sequence 


Proteobacteria; 
465556 Bacteria_16S 
psychralcaliphila 
psychralcaliphila 
Dietziaceae; Dietzia. 
465556 Bacteria_16S 


strain GTC 854 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 
465556 Bacteria_16S 
venezuelae strain 


Streptomycetaceae; 
465556 Bacteria_16S 
strain JCM 9920 1 


465556 Bacteria_16S 
strain JCM 4662 1 


465556 Bacteria_16S 


glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 
glycanilyticus Bacteria; 


465556 Bacteria_16S 


2717063 2716995 30 


2726234 2726166 30 


Bacillaceae; 
2732356 2732288 30 


Firmicutes; 
2733851 2733783 30 


2735341 2735273 30 


Proteobacteria; 
2736831 2736763 30 


Proteobacteria; 


2741188 2741120 30 


2745695 2745607 10 


2757548 2757468 18 
Firmicutes; 


2763435 2763367 30 


2764951 2764883 30 


2766467 2766399 30 


2767971 2767891 18 


2769487 2769419 30 


Bacillaceae; 
2772551 2772471 18 


2774086 2774006 18 


2775624 2775544 18 


2778706 2778638 30 


Firmicutes; 
2780173 2780105 30 


98 


98 


Bacillus. 


98 


Lactobacillales; 


98 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


98 


Clostridia; 


16S ribosomal RNA, partial sequence 2762542 27 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


98 


Gammaproteobacteria; Enterobacteriales; 


98 


strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


98 


Bacillus. 


98 


JCM 4526 16S ribosomal RNA, partial sequence 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


98 


6S ribosomal RNA, partial sequence 2773134 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


98 


6S ribosomal RNA, partial sequence 2774670 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


98 


Bacillales; 


98 


strain AP3 16S ribosomal RNA, partial sequence 


Proteobacteria; 
465556 Bacteria_16S 
strain EJ2M-B 16S 
Proteobacteria; 
465556 Bacteria_16S 


2781640 2781572 30 


2783106 2783038 30 


Gammaproteobacteria; Thiotrichales; 


98 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Thiotrichales; 


98 


strain B3-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
465556 Bacteria_16S 


koleovorans strain TB 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 


Bacillales; 


2789320 2789252 30 


Gammaproteobacteria; Thiotrichales; 


98 


gi|219857177 
2716108 27 


gi|219857170 


2725265 27267 


219857166 
sequence 


gi 


219857165 
343 


gi 
2732909 27 


gi| 219857164 


Actinomycetales; Micrococcineae; Micrococcaceae; 


gi|219857140 
2765507 27669 
Enterobac 
219857139 
sequenc 


gi 


gi|219857138 
2768556 27700 
gi| 219857136 


219857135 
746 


gi 


219857133 
761 
Streptomycinea 

gi| 219857131 


gi 


Paenibacillaceae 
gi| 219857130 
2779259 27806 
Thiotrichacea 
gi|219857129 
2780730 27821 
Thiotrichacea 
gi|219857128 
2782197 27836 
Thiotrichacea 
gi|219857124 


Paenibacillus 


175 


Carnobacteriaceae; 


Actinomycetales; Co 


Actinomycetales; 


Streptomycineae; 


ref |NR_024805.1 
Colwellia. 


ref |NR_024798.1 


ref|NR_024794.1 

2731401 273285 
ref|NR_024793.1 
Shewanella. 


ref |NR_024792.1 
2734399 273583 


ref |NR_024768.1 
teriaceae; Edwar 
ref|NR_024767.1 
e 2767023 276850 


ref |NR_024766.1 


ref|NR_024764.1 
2771601 277308 
Streptomy 


ref|NR_024763.1 
19 Streptomyces 
Streptomyceta 
ref|NR_024761.1 
57 Streptomyces 
e; Streptomyceta 
ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref|NR_024758.1 


Thiothrix. 
NR_024757.1 


e; 
ref 


Thiothrix. 
NR_024756.1 


e; 
ref 


e; Thiothrix. 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Bacillus krulwichiae 


71 Bacillus krulwichiae Bacteria; 


Marinilactibacillus 
8 Marinilactibacillus 


Marinilactibacillus. 


Shewanella sairae 


48 Shewanella sairae Bacteria; 
Shewanellaceae; 


Shewanella 
8 Shewanella 


Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
98 gi|219857163|ref|NR_024791.1| Shewanella 
2735889 2737328 Shewanella 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
98 gi|219857160|ref|NR_024788.1| Agarivorans albus 
2740223 2741676 Agarivorans albus Bacteria; 
Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 
98 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Rothia. 
98 gi|219857148|ref|NR_024776.1| Thermaerobacter 
sequence 2756546 2758056 Thermaerobacter 
Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
98 gi|219857142|ref|NR_024770.1| Edwardsiella tarda 
63940 Edwardsiella tarda ATCC 15947 
Enterobacteriaceae; Edwardsiella. 
98 gi|219857141|ref|NR_024769.1| Edwardsiella ictaluri 
2763991 2765456 Edwardsiella ictaluri Bacteria; 
Enterobacteriaceae; Edwardsiella. 


Edwardsiella hoshinae 


72 Edwardsiella hoshinae Bacteria; 


dsiella. 
Dietzia 
5 Dietzia 
rynebacterineae; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Paenibacillus 
8 Paenibacillus 


Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


ref|NR_024752.1 


Paenibacillus 


2788365 2789727 Paenibacillus koleovorans 


465556 Bacteria_16S 
strain VPI-C6-61 
Firmicutes; 
465556 Bacteria_16S 


2792220 2792152 30 


2795135 2795067 30 


98 gi 


98 gi 


transvaalensis strain SAGM1 16S ribosomal RNA, partial 


transvaalensis Bacteria; 
465556 Bacteria_16S 


Firmicutes; 
2814715 2814635 18 


strain Lp2 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; 


465556 Bacteria_16S 2831343 2831263 18 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
465556 Bacteria_16S 2832881 2832801 18 
strain IMC S-0802 


465556 Bacteria_16S 
cineracea strain 


2843519 2843439 18 


Streptomycetaceae; Kitasatospora. 

465556 Bacteria_16S 2855958 2855890 30 
strain ATCC 12775 
Proteobacteria; 


465556 Bacteria_16S 2874623 2874555 30 


naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 
Pullulanibacillus. 


naganoensis Bacteria; 
465556 Bacteria_16S 


Firmicutes; 
2892966 2892898 30 


strain S-1 16S ribosomal RNA, partial sequence 


Proteobacteria; 


465556 Bacteria_16S 2905118 2905038 18 


marianensis strain 7p75a 16S ribosomal RNA, partial sequence 
Clostridia; 


marianensis Bacteria; 
Thermaerobacter. 
465556 Bacteria_16S 
vitulinus strain 
vitulinus Bacteria; 
465556 Bacteria_16S 


Firmicutes; 
2908181 2908113 30 


Firmicutes; 
2909727 2909659 30 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 
Bacillales; 


pasteuri Bacteria; Firmicutes; 


465556 Bacteria_16S 2911271 2911203 30 


lugdunensis strain ATCC 43809 16S ribosomal RNA, partial 


lugdunensis Bacteria; 
465556 Bacteria_16S 
strain ATCC 43959 
Bacteria; Firmicutes; 
465556 Bacteria_16S 


Firmicutes; 
2912813 2912745 30 


Bacillales; 
2914357 2914289 30 


delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 
Bacillales; 


delphini Bacteria; Firmicutes; 
465556 Bacteria_16S 
strain ATCC 35538 
Bacteria; Firmicutes; 
465556 Bacteria_16S 


2915900 2915832 30 


Bacillales; 
2917442 2917374 30 


arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 
Bacillales; 


arlettae Bacteria; Firmicutes; 


465556 Bacteria_16S 2920499 2920415 14 


plecoglossicida strain FPC951 16S ribosomal RNA, partial 
Proteobacteria; 


plecoglossicida Bacteria; 
Pseudomonas. 
465556 Bacteria_16S 
minutulum strain 


2927972 2927904 30 


465556 Bacteria_16S 2932462 2932394 30 


japonicum strain 


465556 Bacteria_16S 2947682 2947614 30 


strain JCM1240 16S ribosomal RNA, partial sequence 


Proteobacteria; 


465556 Bacteria_16S 2949172 2949104 30 


strain JCM1235 16S ribosomal RNA, partial sequence 


Proteobacteria; 
465556 Bacteria_16S 


2950660 2950592 30 


strain JCM1237 16S ribosomal RNA, partial sequence 


Clostridia; 


SK-3255 16S ribosomal RNA, 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Act 


Bacillales; 


Bacillales; 


98 gi 


98 gi 


98 gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


98 gi 


complete sequence 


98 gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 


98 gi 


98 gi 


28 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


98 gi 


ATCC 51145 16S ribosomal RNA, partial 
Bacillales; 


16S ribosomal RNA, partial sequence 
Staphylococcus. 


16S ribosomal RNA, partial sequence 
Staphylococcus. 


Clostridiales; Clostridiales Family 
98 gi|219856851|ref|NR_024670.1 
sequence 2907194 290869 
Staphylococcus. 
98 gi|219856850|ref|NR_024669.1 
2908741 291023 
Staphylococcus. 
98 gi|219856849|ref|NR_024668.1 
sequence 2910285 291177 
Staphylococcus. 
98 gi|219856848|ref|NR_024667.1 
29118 
98 gi| 219856847 |ref|NR_024666.1 
2913371 291486 
Staphylococcus. 
98 gi|219856846|ref|NR_024665.1 
29149 
98 gi| 219856845 |ref|NR_024664.1 
2916456 291794 
Staphylococcus. 
98 gi| 219856843 |ref|NR_024662.1 


Gammaproteobacteria; 


98 gi 


ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


98 gi 


ATCC 19191 16S ribosomal RNA, partial 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; 


98 gi 


98 gi 


98 gi 


2946729 29481 
Gammaproteobacteria; Enterobacteriales; 


2948221 29496 
Gammaproteobacteria; Enterobacteriales; 


219857122 


219857120 
sequence 


219857107 


2813767 28152 


219856903 


219856902 


219856895 


219856887 


219856875 


219856861 
92009 28935 


219856853 


sequence 
Ps 


219856838 
sequence 
Oceanosp 
219856835 
sequence 
Oceanosp 
219856825 


Enterobac 
219856824 


Enterobac 


Actinomycetales; 


inomycetales; 


ref |NR_024750.1 


ref|NR_024748.1 
ref 


NR_024735.1 


ref|NR_024724.1 


ref |NR_024723.1 


ref|NR_024714.1 


ref |NR_024706.1 


ref|NR_024694.1 
ref 


NR_024680.1 


ref |NR_024672.1 


2919511 292100 
eudomonadales; P 


ref|NR_024657.1 

2927022 292847 
irillales; Marin 
ref|NR_024654.1 

2931509 293296 
irillales; Pseud 
ref|NR_024644.1 


teriaceae; Serra 
ref |NR_024643.1 
58 Enterobacter 
teriaceae; Enter 


219856823 


Coprococcus catus 


16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 


Alkaliphilus 


2794179 2795571 Alkaliphilus 
Clostridiales; Clostridiaceae; Alkaliphilus. 


Tetrasphaera elongata 


09 Tetrasphaera elongata Bacteria; 


Tetrasphaera. 
Streptomyces 


2830390 2831877 Streptomyces 
Streptomycineae; 


Streptomyces albulus 


2831928 2833415 Streptomyces albulus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Kitasatospora 


2842551 2844065 Kitasatospora 
Streptomycineae; 


Pseudomonas flectens 


2854985 2856506 Pseudomonas flectens Bacteria; 


Pullulanibacillus 


2873633 2875172 Pullulanibacillus 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
Vibrio. 


Thermaerobacter 


2904128 2905615 Thermaerobacter 


XVII. Incertae Sedis; 


Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 


27 2913320 Staphylococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus caprae 


14 2916405 Staphylococcus caprae 


Staphylococcus 
9 Staphylococcus 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Marinospirillum 

7 Marinospirillum 
ospirillum. 
Pseudospirillum 

7 Pseudospirillum 
ospirillum. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


tia. 
Enterobacter aerogenes 


aerogenes Bacteria; 


obacter. 


ref|NR_024642.1 


Enterobacter amnigenus 


2949709 2951157 Enterobacter amnigenus Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


465556 Bacteria_16S 2952161 2952093 30 98 gi|219856822|ref|NR_024641.1| Enterobacter gergoviae 
strain JCM1234 16S ribosomal RNA, partial sequence 2951208 2952657 Enterobacter gergoviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

465556 Bacteria_16S 2953659 2953591 30 98 gi|219856821|ref|NR_024640.1| Enterobacter asburiae 
strain JCM6051 16S ribosomal RNA, partial sequence 2952708 2954129 Enterobacter asburiae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 

465556 Bacteria_16S 2956638 2956558 18 98 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

465556 Bacteria_16S 2958096 2958016 18 98 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

465556 Bacteria_16S 2959557 2959477 18 98 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

465556 Bacteria_16S 2961069 2961001 30 98 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

465556 Bacteria_16S 2967231 2967163 30 98 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 
strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Dickeya. 

465556 Bacteria_16S 2984068 2984000 30 98 gi|219846934|ref|NR_026526.1| Bacillus vedderi 


strain JaH 16S ri 


Firmicutes; Bacil 


465556 Bacteria_16S 


strain DSM 3670 1 
Firmicutes; Bacil 


465556 Bacteria_16S 
polyendosporus st 
polyendosporus Ba 
465556 Bacteria_16S 
strain DS1 16S ri 


Firmicutes; Clost 


465556 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


465556 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


465556 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


465556 Bacteria_16S 


strain M1832/95/2 
Bacteria; Firmicu 


465556 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


465556 Bacteria_16S 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


465556 Bacteria_16S 


esteraromaticum s 
esteraromaticum B 
Microbacteriaceae 


465556 Bacteria_16S 


histidinovorans s 
histidinovorans B 


465556 Bacteria_16S 


strain 1607-97 16 
Firmicutes; Lacto 


465556 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


465556 Bacteria_16S 


700631 16S riboso 
Lactobacillales; 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3000839 3000771 30 98 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
3029534 3029454 18 98 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3035645 3035565 18 98 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3037168 3037088 18 98 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3041755 3041687 30 98 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3047869 3047801 30 98 gi 
ain GF112B 16S ribosomal RNA, partial 
teria; Firmicutes; Lactobacillales; Ae 
3049411 3049343 30 98 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; E 
3050857 3050777 18 98 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


gi 


cl 


s 


s 
te 


3058547 3058479 30 98 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


se 
ia 


3068938 3068858 18 98 gi 
train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteri 
; Microbacterium. 

3088550 3088482 30 98 gi 
train Z-7940 16S ribosomal RNA, partia 
acteria; Firmicutes; Clostridia; Clost 
3091540 3091472 30 98 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Ignavigranu 
3096058 3095990 30 98 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 


ia 
da 


1 


ri 


m. 


en 
da 


ia 
219846895 
3040796 30422 


re 


2983106 29845 


219846923 
2999867 30013 


219846904 
eq 
id 
219846899 
3034695 30361 


uence 
iales 


ostri 


219846898 


equen 
les; 


219846890 
se 
ro 
219846889 


quenc 
cocca 


30 
mMOCcOoc 


equen 
ria; 


219846883 


quenc 
Aer 


v 


219846876 


1 seq 
e; Ac 


219846863 


seque 
diale 


219846861 
3090574 30919 


219846858 


ce 30 
les; 


3100571 3100503 30 98 gi 
mal RNA, partial sequence 
Aerococcaceae; Facklamia. 


219846855 
3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 


Cc 


, 


diu 


ce 
Clo 


e 
cea 


484 


cus. 
219846888 


ce 
Des 


e 
omo 


uen 
tin 


nce 


Ss; 


950 
Suc 


ref|NR_026515.1 


ref |NR_026496.1 

3028583 303003 
lostridiaceae; 
ref|NR_026491.1 


m. 
ref |NR_026490.1 
3036217 303768 
stridiaceae; Clo 
ref |NR_026487.1 


ref|NR_026482.1 

3046902 304840 
e; Facklamia. 
ref |NR_026481.1 
54 3049838 Eremoc 


NR_026480.1 
6 


vibrionales; 


ref|NR_026475.1 
3057592 305905 
nadales; Succini 


ref |NR_026468.1 
ce 3067998 306946 
omycetales; Micr 


ref|NR_026455.1 

3087607 308909 
Clostridiaceae; 
ref |NR_026453.1 
90 Ignavigranum 


ref |NR_026450.1 
79 3096617 Rumino 
cinivibrionacea 


ref |NR_026447.1 


e: 


83 Bacillus vedderi Bacteria; 


Geobacillus pallidus 


82 Geobacillus pallidus Bacteria; 


Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 

6 Clostridium 
stridium. 

Facklamia languida 


68 Facklamia languida Bacteria; 


Facklamia 
3 Facklamia 


Eremococcus coleocola 
occus coleocola 


Desulfovibrio 
7 Desulfovibrio 
Desulfovibrionaceae; 


Succinimonas 
3 Succinimonas 
vibrionaceae; 


Microbacterium 
0 Microbacterium 
ococcineae; 


Natronincola 
0 Natronincola 
Natronincola. 
Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Ruminobacter 

bacter amylophilus 
Ruminobacter. 
Facklamia ignava ATCC 


v 


465556 Bacteria_16S 
riboso: 


strain Z-7934 16S 
Firmicutes; 


strain ATCC 25470 
resistens strain 


resistens Bacteria; 
Microbacterium. 


465556 Bacteria_16S 


antarctica strain 


Psychromonas. 


465556 Bacteria_16S 
orientis strain DSM 765 
Firmicutes; 
465556 Bacteria_16S 

kuznetsovii strain DSM 6115 16S 
kuznetsovii DSM 6115 Bacteria; 

465556 Bacteria_16S 
NZ27 16 
Proteobacteria; 
465556 Bacteria_16S 


Bacteria; 


thiophila strain 
Bacteria; 


strain CE2203 16S 


Firmicutes; 


Clostridia; 
465556 Bacteria_16S 

16S ribosomal 
Actinobacteria; Actinoba 
465556 Bacteria_16S 
DMMZ 17 
Acti 


star-1 
antarctica Bacteria; 


riboso 
Proteobacteria; Gammaproteobacteria; 
465556 Bacteria_16S 
strain ATCC 700628 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
465556 Bacteria_16S 


3101999 3101931 30 98 gi|219846854 
mal RNA, partial sequence 3101054 31025 
Clostridiales; Clostridiaceae; Tindallia. 

3105045 3104965 18 98 gi|219846852 


3115561 3115481 18 


3117089 3117021 30 


3154747 3154667 18 
Clostridia; 
3156335 3156255 18 


3160964 3160884 18 


3173009 3172941 30 


3180549 3180481 30 


3227635 3227567 30 


Firmicutes; 


RNA, partial sequence 
cteridae; Actinomycetales; 


98 


10 16S ribosomal RNA, partial sequence 
nobacteria; Actinobacteridae; Actinomycet 


98 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


98 


16S ribosomal RNA, partial sequence 31537 
Clostridiales; 


98 


ribosomal RNA, partial 
Clostridia; 


98 


S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfuromonadales 


mal RNA, partial sequence 
Chromatiales; 


98 gi|219846806 
3172065 31735 
Chromatiaceae; 
98 gi|219846801 
31795 

Facklamia. 
98 gi| 219846769 


CECT 4600 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
465556 Bacteria_16S 


strain DSM 10022 
Firmicutes; 


lipolytica strain 
Bacteria; 


Streptomycetaceae; 


Clostridia; 
465556 Bacteria_16S 

JW265 16S ribosomal RNA, partial sequence 32342 
Firmicutes; Clostridiales; 
465556 Bacteria_16S 
griseocarneus strain DSM 40004 16S ribosomal RNA, 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
465556 Bacteria_16S 


3230593 3230525 30 


Clostridiales; 
3235202 3235134 30 


Clostridia; 
3236770 3236690 18 


3241308 3241228 18 


98 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Family XI. I 


98 


98 


98 


strain NZ35 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 
465556 Bacteria_16S 


Clostridiales; 
3248930 3248850 18 


Clostridiaceae; 


98 


strain WV6 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 
465556 Bacteria_16S 


Clostridiales; 
3265375 3265295 18 


Clostridiaceae; 


98 


DSM 10228 16S ribosomal RNA, partial sequence 


Firmicutes; 


strain ATCC 13313 


strain ATCC 29903 


Firmicutes; 


Firmicutes; 


fimetarium strain 


fimetarium Bacteria; 
465556 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial sequence 
Clostridiales; 


paludosum strain 
paludosum Bacteria; 


465556 Bacteria_16S 


Clostridia; 
465556 Bacteria_16S 


Clostridia; 
465556 Bacteria_16S 

strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 32765 
Clostridia; Eubacteriaceae; 
465556 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridiales; 


Firmicutes; 


Clostridiales; 
3271412 3271344 30 


3272950 3272882 30 


3274461 3274393 30 


Clostridiales; 
3275970 3275902 30 


Clostridiales; 
3277489 3277421 30 


3278998 3278930 30 


3280517 3280449 30 


Clostridia; 


Clostridia; 


Clostridiaceae; 


98 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
465556 Bacteria_16S 


98 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
465556 Bacteria_16S 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


98 


98 


98 


98 


98 


31040 


gi|219846845 


gi|219846844 


gi| 219846819 
Peptococcaceae; 
gi| 219846818 
sequence 
Clostridia 
219846815 
31599 


gi 


3226672 32281 


gi|219846767 


gi|219846764 


Syntrophomonadac 
gi| 219846763 
complete sequen 


gi|219846760 
3240430 32418 


gi|219846755 
3247999 32493 


gi|219846744 
3264433 32658 


219846740 
32704 


gi 


219846739 
32719 


gi 
gi|219846738 
gi| 219846737 
gi| 219846736 


gi|219846735 


Alteromonadales; 


Actinomycetales; 


Eubacteriaceae; 


Eubacteriaceae; 


ref|NR_026446.1 


ref|NR_026444.1 


ref|NR_026437.1 
3114620 311608 
ales; 


ref|NR_026436.1 
3116131 311762 


ref|NR_026411.1 


ref|NR_026410.1 

3155325 315690 
les; Peptococcac 
ref|NR_026407.1 
80 3161460 Desulf 


ref |NR_026398.1 


ref |NR_026393.1 


ref|NR_026361.1 
ibrio. 
ref |NR_026359.1 
30 Peptoniphilus 
ncertae Sedis; P 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026355.1 
ce 3235806 323732 
Strept 


ref |NR_026352.1 


ref |NR_026347.1 


ref |NR_026336.1 


ref |NR_026332.1 
47 3271933 Shigel 
Shige 
ref |NR_026331.1 
84 3273471 Shigel 
Shige 


ref |NR_026330.1 


ref|NR_026329.1 


ref|NR_026328.1 
3276555 327802 


ref|NR_026327.1 
3278074 327953 
Acetob 


gi|219846734 


; Desulfuromonadaceae; 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Streptomyces lydicus 


98 3105578 Streptomyces lydicus Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Microbacterium 
0 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Psychromonas 
9 Psychromonas 


Psychromonadaceae; 


Desulfosporosinus 


64 3155274 Desulfosporosinus orientis 
Desulfosporosinus. 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 
Desulfuromonas 
uromonas thiophila 
Desulfuromonas. 
Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 


Facklamia hominis 


83 3181087 Facklamia hominis Bacteria; 


Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Peptoniphilus ivorii 
ivorii Bacteria; 
eptoniphilus. 
Thermosyntropha 
syntropha lipolytica 
opha. 

Streptomyces 
0 Streptomyces 
omycineae; 


Thermobrachium celere 


33 Thermobrachium celere Bacteria; 
Thermobrachium. 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 
Clostridium. 


Clostridium vincentii 


96 Clostridium vincentii Bacteria; 
Clostridium. 


Shigella dysenteriae 
la dysenteriae Bacteria; 
lla. 

Shigella flexneri 

la flexneri Bacteria; 
lla. 

Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 
Eubacterium. 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
Acetobacterium. 


Acetobacterium 
3 Acetobacterium 


Acetobacterium. 


Acetobacterium 
2 Acetobacterium 
acterium. 


ref|NR_026326.1 


Acetobacterium malicum 


strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; 


Eubacteriaceae; Acetobacterium. 


465556 Bacteria_16S 
carbinolicum stra 
carbinolicum Bact 
465556 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


465556 Bacteria_16S 
6S ribosomal RNA, partial sequence 3284145 32856 


strain DSM 1030 1 
Firmicutes; Clost 


465556 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


465556 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


465556 Bacteria_16S 


hydrogenotrophica 
hydrogenotrophica 


465556 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


465556 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


465556 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


465556 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


465556 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


465556 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


465556 Bacteria_16S 


marinum DSM 5261 


Proteobacteria; G 


465556 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


465556 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


465556 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; G 


465556 Bacteria_16S 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


465556 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


465556 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


465556 Bacteria_16S 


strain DSM 40089 
Actinobacteria; A 


465556 Bacteria_16S 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


ridia; Clostridiales; Eubacteriaceae; Ac 


3286612 3286532 18 98 gi 


219846730 
16S ribosomal RNA, partial sequence 3285670 32871 


rium. 
ref |NR_026322.1 


etobacte 


3282036 3281968 30 98 gi|219846733|ref|NR_026325.1| Acetobacterium 
in DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 
eria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
3283560 3283492 30 98 gi|219846732|ref|NR_026324.1| Acetobacterium 
DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
a; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 
3285085 3285017 30 98 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
3297309 3297241 30 98 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
M 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
tes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
3298835 3298767 30 98 gi|219846722|ref|NR_026314.1| Blautia 
strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 
3320103 3320035 30 98 gi|219846706|ref|NR_026298.1| Halomonas 
train AAP 16S ribosomal RNA, partial sequence 3319157 3320633 Halomonas 
acteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
3323140 3323060 18 98 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
n JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
ria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
hermoanaerobacterium. 
3353545 3353477 30 98 gi|219846682|ref|NR_026274.1| Halomonas desiderata 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3365978 3365898 18 98 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3385702 3385634 30 98 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


H 


ti 
ba 


Rl 
ia 


3387175 3387107 30 98 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3388688 3388620 30 98 gi 


H 


ammaproteobacteria; Chromatiales; Chro 
3437752 3437684 30 98 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3439261 3439193 30 98 gi 


ma 
en 


na 


ammaproteobacteria; Pseudomonadales; M 
3440771 3440703 30 98 gi 


or 


ammaproteobacteria; Pseudomonadales; M 
3442280 3442212 30 98 gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 


or 


e 
ri 


3443790 3443722 30 98 gi 
DSM 30007 16S ribosomal RNA, complete se 
a; Proteobacteria; Gammaproteobacteria; 
3448401 3448321 18 98 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3484947 3484867 18 


s 
Ac 


, 


98 gi 
ctinobacteridae; Actinomycetales; Stre 
3486514 3486434 18 98 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


pt 


s 
A 


, 


465556 Bacteria_16S 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


3352589 33540 


219846673 


219846659 


219846658 
219846653 
16S ribosomal RNA, partial sequence 3387742 33891 
219846618 
219846617 
somal RNA, partial sequence 3438312 3439771 Aci 


219846616 
6S ribosomal RNA, partial sequence 3439822 344 


219846615 


219846614 


219846611 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 


219846585 


alomonadacea 
ref 


nce 


e; Halomonas 
NR_026265.1 
336503 
Clostridiaceae; 
ref|NR_026251.1 
3384746 338616 
spirillales; Hal 


al seque 
diales; 


sequence 
Oceano 


, 


ref|NR_026250.1 
19 3387691 Halomo 
aceae; Halomonas 
ref|NR_026245.1 


33862 
alomonad 


Rhabdochromatiu 
ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref|NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
omonadales; Mora 


tiaceae; 


ce 34368 
dales; M 


ne 
axellace 
12 
axellace 
sequen 
a; Pse 


ce 
ud 


ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref|NR_026203.1 
3447437 344895 
tales; Streptomy 


quence 


Pseudomo 


equence 
tinomyce 


ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


omycinea 


equence 
ctinomyc 


83 Halomonas desiderata Bacteria; 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 
nas eurihalina Bacteria; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Acinetobacter 

obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

By 
Acinetobacter junii 
junii Bacteria; 

r. 
Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 

9 Acinetobacter 
laceae; Acinetobacter. 
Streptomyces 

2 Streptomyces 

cineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 
ycineae; 


3491143 3491063 18 98 gi 


Streptomyces. 


’ 


219846582 


ref |NR_026174.1 
3490176 349169 
Streptomy 


Streptomyces 
3 Streptomyces 
cineae; 


465556 Bacteria_16S 3501608 3501528 18 98 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 3506104 3506024 18 98 gi|219846572|ref|NR_026164.1| Microbacterium barkeri 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 3506622 Microbacterium barkeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Microbacterium. 
465556 Bacteria_16S 3507621 3507541 18 98 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

465556 Bacteria_16S 3509142 3509062 18 98 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

465556 Bacteria_16S 3510664 3510584 18 98 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

465556 Bacteria_16S 3512186 3512106 18 98 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

465556 Bacteria_16S 3521366 3521286 18 98 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

465556 Bacteria_16S 3528975 3528895 18 98 gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 3529495 Clostridium quinii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 3534983 3534915 30 98 gi|219846553|ref|NR_026145.1] Bacillus 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 3538108 3538040 30 98 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 3539677 3539609 30 98 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 3541249 3541181 30 98 gi| 219846549 |ref|NR_026141.1| Bacillus clarkii 
strain DSM 8720 16S ribosomal RNA, complete sequence 3540266 3541787 Bacillus clarkii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 3544360 3544292 30 98 gi| 219846547 |ref|NR_026139.1| Bacillus pseudofirmus 
strain DSM 8715 16S ribosomal RNA, complete sequence 3543393 3544898 Bacillus pseudofirmus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 3552055 3551975 18 98 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

465556 Bacteria_16S 3585432 3585352 18 98 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

465556 Bacteria_16S 3586972 3586904 30 98 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 


strain JB13 16S r 
Proteobacteria; 


ibosomal RNA, partial sequence 


3585997 35874 
Gammaproteobacteria; Methylococcales; Met 


hylococec 


acea 


56 Methylomonas 
e; Methylomo 


fodinarum Bacteria; 


nas. 


465556 Bacteria_16S 3593132 3593052 18 98 gi|219846513|ref|NR_026105.1| Clostridium puniceum 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 3597716 3597648 30 98 gi| 219846509 |ref|NR_026101.1]| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Cellulosilyticum. 

465556 Bacteria_16S 3641620 3641540 18 98 gi|219846478|ref|NR_026070.1| Kitasatospora 


paracochleata strain M-13 16S ribosomal RNA, partial sequ 


ence 


3640656 36421 


3 


0 Kitasatospora 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

465556 Bacteria_16S 3643145 3643065 18 98 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

465556 Bacteria_16S 3644677 3644597 18 98 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
465556 Bacteria_16S 3649183 3649115 30 98 gi|219846472|ref|NR_026064.1| Methylocaldum 


szegediense strain OR2 16S ribosomal RNA, partial sequence 


3648206 3649696 Methyl 


ocaldum szegediense 


Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylocaldum. 


465556 Bacteria_16S 
gelidimarina stra 
gelidimarina Bacteria; 
465556 Bacteria_16S 
frigidimarina str 
frigidimarina Bac 
465556 Bacteria_16S 
strain IC079 16S 
Proteobacteria; G 
465556 Bacteria_16S 
psychrotropica st 
psychrotropica Ba 
465556 Bacteria_16S 
strain ATCC 15712 
Bacteria; Proteob 
465556 Bacteria_16S 
strain HK 204 16S 
Proteobacteria; G 
465556 Bacteria_16S 
strain EN 101 16S 
Proteobacteria; G 
465556 Bacteria_16S 
wasabiae strain S 
Bacteria; Proteob 
465556 Bacteria_16S 
betavasculorum st 
betavasculorum Ba 
Pectobacterium. 
465556 Bacteria_16S 
strain P-172-71 1 
Proteobacteria; G 
465556 Bacteria_16S 
porcinus strain N 
Bacteria; Proteob 
465556 Bacteria_16S 
apsheronum strain 
Bacteria; Proteob 
465556 Bacteria_16S 
strain Pasteur II 
Firmicutes; Clostridia 
465556 Bacteria_16S 
halophilus strain 
halophilus Bacter 
Halothiobacillus. 
465556 Bacteria_16S 
strain 2585 16S riboso 
Firmicutes; Clostridia 
465556 Bacteria_16S 
strain A089 16S r 
Proteobacteria; G 
465556 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bacteria; 
465556 Bacteria_16S 
thermocisternum s 
thermocisternum Bacter 
465556 Bacteria_16S 
norvegica strain 
Bacteria; Proteobacter 
Thermodesulforhabdus. 
465556 Bacteria_16S 


AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 
465556 Bacteria_16S 
strain S51-wW 16S 
Proteobacteria; G 
465556 Bacteria_16S 
strain PS-1 16S r 
Proteobacteria; G 
465556 Bacteria_16S 


funditum strain pf3 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


Bacteria; Firmicutes; 


teria; 


cteria; 


3658382 3658314 30 


Proteobacteria; 
3659939 3659871 30 


Proteobacteria; 
3661486 3661418 30 


3662999 3662931 30 


Proteobacteria; 
3667613 3667545 30 


3669118 3669050 30 


3670625 3670557 30 


3672132 3672064 30 


3673641 3673573 30 
Proteobacteria; 


3694894 3694826 30 


3696331 3696263 30 


3699354 3699275 18 


3711390 3711310 18 


; Clostridiales; 
3718819 3718751 30 


3720360 3720280 18 
mal RNA, 
; Clostridiales; 
3749823 3749755 30 
3763552 3763484 30 


Firmicutes; 
3764998 3764918 18 


ia; Firmicutes; 
3776998 3776930 30 


ia; 


3789001 3788933 30 


3796560 3796492 30 


3798090 3798022 30 


3811751 3811683 30 


Lactobacillales; 


98 


in ACAM 456 16S ribosomal RNA, partial 
Gammaproteobacte 


98 


ain ICP1 16S ribosomal RNA, partial se 
Gammaproteobact 


98 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 


98 


rain ACAM 179 16S ribosomal RNA, parti 
Gammaproteobac 


98 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 


98 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


98 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


98 


R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 


98 


rain ATCC 43762 16S ribosomal RNA, par 
cteria; 


Gammap 


98 


6S ribosomal RNA, partial sequence 3693916 36953 
ammaproteobacteria; Pasteurellales; Pa 


98 


M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 


97 


1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 


98 


I 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


98 


DSM 6132 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 


98 


complete sequence 
Clostridiaceae; 


98 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


98 


in ATCC 19171 16S ribosomal RNA, parti 
Clostridia; 


98 


train ST90 16S ribosomal RNA, partial 
Clostridia; 


98 


A8444 16S ribosomal RNA, partial seque 
Deltaproteobacteria; 


98 
37 


ia; Rickettsiales; Anaplasmataceae; Eh 


98 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 


98 


ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 


98 


219846466 
sequence 
ria; 
219846465 
quence 
er 
gi|219846464 
3660516 36619 


gi 


gi 


219846463 
al sequenc 
teria; Alt 
219846459 
36666 
cteriales; 
gi| 219846458 
3668184 36696 
Enterobac 
gi|219846457 
3669690 36711 
Enterobac 
219846456 
e 36711 
cteriales; 
219846455 
tial seque 
teria; Ent 


gi 


gi 


gi 


gi 
roteobac 


gi|219846441 
steurellac 
219846439 
ce 36953 
llales; Pa 
219846437 
nce 36983 
ibrionales 
219846429 
37104 
Clostridiu 
219846424 
equence 

a; Chromat 


gi 


gi 


gi 


gi 


gi|219846422 
3719395 37209 
Clostridiu 
gi|219846401 
3748871 37503 
onaceae; V 
219846390 
al sequenc 
iales; Lac 
219846388 
sequence 

ridiales; 

219846379 
nce 37759 
obacterale 


gi 


Clostrid 
gi 


Clost 
gi 


Syntroph 


gi|219846371 
88062 3789489 Ehrli 
rlichia. 
gi| 219846366 
3795600 37970 
olwelliace 
gi|219846364 
3797117 37986 
ciricketts 


Alter 


ia; Alte 


eromonad 


chia 


ref|NR_026058.1 


omon 
ref 


adales; 
NR_026057.1 


romo 
ref 


nadales; 
NR_026056.1 


aceae; 
ref |NR_026055.1 
e 3662041 366352 
eromonadales; C 
ref|NR_026050.1 
79 3668133 Brenn 
Enterobacteria 
ref |NR_026049.1 


teri 
ref 


aceae; Erwi 
NR_026048.1 


teriaceae; Bren 
ref |NR_026047.1 
96 3672653 Pecto 
Enterobacteriac 
ref|NR_026046.1 
nce 367270 
erobacteriales; 
ref |NR_026032.1 
eae. 
ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; 
ref|NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref |NR_026020.1 
25 3711931 Clostr 
m. 
ref|NR_026015.1 

3717841 371934 
iales; Halothiob 


ref|NR_026013.1 
m. 
ref |NR_025992.1 
ibrio. 
ref|NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025979.1 
3764125 376551 
Peptococcaceae; 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 
ref |NR_025962.1 
muris Bacte 
ref|NR_025957.1 
Colwellia. 
NR_025955.1 


ae; 
ref 


ae; Cyclocla 


gi| 219846355 


3657404 365891 
Shewanellaceae; 


3658961 366046 
She 


fo} 


e 
Cc 


b 


Shewanella 
0 Shewanella 
Shewanella. 
Shewanella 
5 Shewanella 
wanellaceae; Shewanella. 
Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 
Glaciecol 


a. 
Colwellia 
6 Colwellia 
lwelliaceae; Colwellia. 
Brenneria salicis 
ria salicis ATCC 15712 
eae; Brenneria. 
Erwinia persicina 


39 Erwinia persicina Bacteria; 
n 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 
n 


eria. 

Pectobacterium 

acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 

Enterobacteriaceae; 


Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 


Actinobacillus. 


Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Clostridium septicum 
idium septicum Bacteria; 


Halothiobacillus 
4 Halothiobacillus 


acillaceae; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Butyrivibrio 

4 Butyrivibrio 
tyrivibrio. 
Desulfotomaculum 

6 Desulfotomaculum 
Desulfotomaculum. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Ehrlichia muris strain 
ria; Proteobacteria; 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 
iace 


sticus. 


ref |NR_025946.1 


Carnobacterium 


3810756 3812276 Carnobacterium funditum 
Carnobacterium. 


465556 Bacteria_16S 3816378 3816310 30 98 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

465556 Bacteria_16S 3825582 3825514 30 98 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 

465556 Bacteria_16S 3828629 3828562 30 97 gi|219846344|ref|NR_025934.1| Cardiobacterium 
hominis strain 6573 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
465556 Bacteria_16S 3830135 3830055 18 98 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

465556 Bacteria_16S 3839077 3839009 30 98 gi|219846336|ref|NR_025926.1| Thiomicrospira 
pelophila strain 4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 

465556 Bacteria_16S 3845194 3845126 30 98 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 
strain AW 25 16S ribosomal RNA, partial sequence 3844228 3845697 Staphylococcus warneri Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

465556 Bacteria_16S 3851163 3851083 18 98 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

465556 Bacteria_16S 3852672 3852592 18 98 gi| 219846327 |ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

465556 Bacteria_16S 3880168 3880088 18 98 gi|219846309|ref|NR_025899.1| Caloramator fervidus 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


465556 Bacteria_16S 


halodenitrificans 
halodenitrificans 
Halomonas. 


465556 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


465556 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


465556 Bacteria_16S 


strain Gl 16S rib 
Proteobacteria; G 


465556 Bacteria_16S 


neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 


465556 Bacteria_16S 


diastatochromogen 
diastatochromogen 
Streptomycetaceae 


465556 Bacteria_16S 


acidiscabies stra 
acidiscabies Bact 
Streptomycetaceae 


465556 Bacteria_16S 


strain RL-34 16S 


465556 Bacteria_16S 


strain DSS12 16S 


Proteobacteria; G 


465556 Bacteria_16S 


strain DSK1 16S r 


Proteobacteria; G 


465556 Bacteria_16S 


laevolacticus str 
laevolacticus Bac 


465556 Bacteria_16S 


strain CL-SP19 16 


Proteobacteria; G 


S ribosomal RNA, 
ridia; Clostridiales; Clostridiaceae; 
3892613 3892545 30 98 gi 
strain DSM 735 16S ribosomal RNA, compl 
Bacteria; Proteobacteria; Gammaproteo 


Ca 


3904822 3904754 30 98 gi 
in NRRL NRS-290 16S ribosomal RNA, par 
eria; Firmicutes; Bacillales; Paenibac 
3906378 3906294 14 98 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


ti 
il 


qu 
er 


3913865 3913797 30 
osomal RNA, partial sequence 


98 gi 


complete sequence 3879197 38807 
219846300 
ba 


219846292 


219846291 


219846285 
3912908 39143 


loramato 


ete sequ 
cteria; 


al seque 
laceae; 


ence 


ia; Pseu 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenor 
3924503 3924423 18 98 gi|219846278|ref|NR_025868.1 
ain ATCC 27449 16S ribosomal RNA, complete sequence 392352 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
; Streptomyces. 
3926084 3926004 18 98 gi| 219846277 |ref|NR_025867.1 
es strain ATCC 12309 16S ribosomal RNA, complete sequence 392511 


r. 
ref 
ence 
Ocea 


NR_025890.1 
389163 
nospirillale 


ref 
nce 


NR_025882.1 
390383 
Paenibacillus. 
ref|NR_025881.1 
3905392 390691 
domonadales; Pse 


ref|NR_025875.1 


15 Caloramator fervidus Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Paenibacillus 
4 3905341 Paenibacillus 


Pseudomonas 
8 Pseudomonas 


udomonadaceae; 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 


habdus. 

Streptomyces 

9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 


es Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 

3927664 3927584 18 98 gi|219846276|ref|NR_025866.1| Streptomyces 
in RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 

; Streptomyces. 

3929245 3929165 18 98 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 

ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

3951265 3951197 30 98 gi|219846258|ref|NR_025848.1| Shewanella violacea 
ribosomal RNA, partial sequence 3950287 3951792 Shewanella violacea Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

3952823 3952755 30 98 gi|219846257|ref|NR_025847.1| Moritella japonica 
ibosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
ammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

3958725 3958657 30 98 gi|219846253|ref|NR_025843.1| Sporolactobacillus 
ain M-8 16S ribosomal RNA, complete sequence 3957761 3959244 Sporolactobacillus 
teria; Firmicutes; Bacillales; Sporolactobacillaceae; Sporolactobacillus. 

3983691 3983623 30 98 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
ammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

4003004 4002936 30 98 gi|219846223|ref|NR_025813.1| Photobacterium 


465556 Bacteria_16S 
lipolyticum strain M37 16S ribosomal RNA, partial sequence 


4002046 4003543 Photobacterium lipolyticum 


Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


465556 Bacteria_16S 


4010568 4010500 30 


98 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; 
465556 Bacteria_16S 
strain SW-154 16S 
Proteobacteria; 
465556 Bacteria_16S 
flavimaris strain 


Marinobacter. 
465556 Bacteria_16S 


alimentarius strain JG-100 16S ribosomal RNA, partial sequence 
alimentarius Bacteria; 


Psychrobacter. 
465556 Bacteria_16S 


strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 40261 
Clostridiaceae; 


Firmicutes; 
465556 Bacteria_16S 


strain SW-120 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


465556 Bacteria_16S 


strain SW-117 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


465556 Bacteria_16S 


Clostridia; 


4018049 4017981 30 


4021150 4021066 14 


4022677 4022609 30 


Proteobacteria; 


4025639 4025571 30 


Clostridiales; 


4028716 4028648 30 


4030266 4030198 30 


4046971 4046903 30 


HDS1-1 16S ribosomal RNA, partial sequence 


465556 Bacteria_16S 
aliena strain KMM 
Bacteria; 
Pseudoalteromonas. 
465556 Bacteria_16S 


4052902 4052834 30 


4055894 4055826 30 


98 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Kangiella. 


98 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; 


98 


Gammaproteobacteria; 


98 


98 


98 


98 


4045996 4047515 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


98 


3562 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 


98 


strain SS20 16S ribosomal RNA, partial sequence 


Proteobacteria; 
465556 Bacteria_16S 
maritimus strain 
Bacteria; 
465556 Bacteria_16S 


strain SGT-108 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; 


Proteobacteria; 
465556 Bacteria_16S 
strain SGT-39 16S 
Proteobacteria; 
465556 Bacteria_16S 
sanguinis strain 
sanguinis Bacteria; 
465556 Bacteria_16S 
strain GB8-1 16S 
Firmicutes; 
465556 Bacteria_16S 


Firmicutes; 


4057392 4057312 18 


4067981 4067913 30 


4069521 4069453 30 


4083315 4083247 30 


Bacillales; 
4086324 4086256 30 


Clostridiales; 
4104196 4104128 30 


HT 2-1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
465556 Bacteria_16S 


psittacicida strain Gerl 
psittacicida Bacteria; Proteobacteria; 


Volucribacter. 
465556 Bacteria_16S 
salexigens strain 
salexigens Bacteria; 
Aestuariibacter. 
465556 Bacteria_16S 


lampyridicola strain PUP 
lampyridicola Bacteria; 


465556 Bacteria_16S 


nitratireducens strain M 
nitratireducens Bacteria; 


465556 Bacteria_16S 


strain KMM 3823 16S ribo 
Gammapro 


Proteobacteria; 
465556 Bacteria_16S 
strain G3-29 16S 
Proteobacteria; 

465556 Bacteria_16S 


JC2042 


ribosomal RNA, 
Gammapro 


4124031 4123963 30 


4130047 4129979 30 


4147110 4147030 18 
4173221 4173141 18 
Firmicutes; 


4179340 4179272 30 


4186959 4186891 30 


4191584 4191500 14 


98 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


98 


98 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; 


98 


2301083 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


98 


ribosomal RNA, partial sequence 


Clostridia; Syntrophomonadaceae; 


98 


4103238 4104753 Vibri 
Vibrionales; Vibrionaceae; Vibrio. 


98 


- 236/81 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


98 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


98 


-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


98 


et 79 16S ribosomal RNA, partial 
Clostridia; 


98 


somal RNA, partial sequence 4178357 41798 
teobacteria; Alteromonadales; Shewanellac 


98 


partial sequence 
teobacteria; Vibrionales; Vibrionaceae; 


98 


gi|219846216 
4009610 40110 


gi| 219846211 
4017086 40185 
gi|219846209 


gi| 219846208 


gi| 219846206 


gi|219846204 
4027757 40292 


gi| 219846203 
4029306 40308 


gi|219846189 


gi 


gi|219846183 
4054980 40563 


219846182 
40564 


gi 


gi|219846174 
4067035 40685 
Coxiellaceae; 
gi|219846173 
4068567 40700 
Coxiellaceae; 
gi|219846164 


Pae 
gi|219846162 
4085324 40868 
Syntr 


gi|219846150 


gi|219846134 


Paste 
gi| 219846130 


Alterom 


gi| 219846116 
Entomoplasmatale 
gi|219846098 
sequence 
Clostridiales; 
gi|219846094 


gi|219846085 
4186000 41874 
V 


Alteromonadales; 


Pseudomonadales; 


ref|NR_025806.1 
Idiomarina. 


ref|NR_025801.1 


ref|NR_025799.1 
4020178 402167 


ref|NR_025798.1 
4021723 402321 


ref|NR_025796.1 


ref|NR_025794.1 


Shewanella. 
NR_025793.1 


eae; 
ref 


Shewanella. 
NR_025779.1 


eae; 
ref 


ref|NR_025775.1 


ref|NR_025773.1 
Halomonas 


ref|NR_025772.1 


ref|NR_025764.1 
Aquicella. 
ref|NR_025763.1 


Aquicella. 
ref|NR_025754.1 

4082348 408382 
nibacillus. 
ref|NR_025752.1 


ophomonas. 
ref|NR_025740.1 
o gallicus Bacte 


ref 
nce 
urellales; 


NR_025724.1 

412310 
Paste 
ref|NR_025720.1 
129099 413053 
onadales; Altero 


rs 


ref|NR_025706.1 
4146134 414764 
s; Spiroplasmata 
ref|NR_025688.1 
4172278 417374 
Eubacteriaceae; 
ref |NR_025684.1 


Shewanella. 
NR_025675.1 


eae; 
ref 


ibrio. 


gi| 219846081 


lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 


ref |NR_025671.1 
190616 419208 


rs 


© ezurae Bacteria; 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 
Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 


Kangiella aquimarina 


81 Kangiella aquimarina Bacteria; 


Marinobacter 
2 Marinobacter 


Alteromonadaceae; 


Psychrobacter 
6 Psychrobacter 


Moraxellaceae; 


Clostridium jejuense 


32 Clostridium jejuense Bacteria; 
Clostridium. 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Vibrio ezurae strain 
Proteobacteria; 


Pseudoalteromonas 


28 4053458 Pseudoalteromonas aliena 
seudoalteromonadaceae; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Microbulbifer 


29 4057918 Microbulbifer maritimus 
Alteromonadaceae; 


Microbulbifer. 
Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Paenibacillus 
2 Paenibacillus 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Aestuariibacter 
7 Aestuariibacter 
monadaceae; 


Spiroplasma 

8 Spiroplasma 

ceae; Spiroplasma. 
Garciella 

8 Garciella 

Garciella. 

Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Vibrio superstes 


86 Vibrio superstes Bacteria; 


Marinobacter 
8 Marinobacter 


lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 


Marinobacter. 


465556 Bacteria_16S 4199016 4198948 30 


98 


gi|219846076 


ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 


ehimensis Bacteria; 
465556 Bacteria_16S 


Firmicutes; 
4201996 4201916 18 


olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequ 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
465556 Bacteria_16S 
strain B7319 16S 


Streptomyces. 
4203494 4203414 18 


465556 Bacteria_16S 4206552 4206484 30 


nitratireducens strain ALEN 2 16S ribosomal RNA, partial 
Proteobacteria; 


nitratireducens Bacteria; 
Thioalkalivibrio. 


465556 Bacteria_16S 4214169 4214101 30 


Bacillales; 


98 


98 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


98 


98 


Paenibacillaceae; 


gi|219846074 


gi|219846073 


4202580 42040 
Streptomycineae; S 


gi|219846071 


gi| 219846065 


translucida strain KMM 520 16S ribosomal RNA, partial sequence 


translucida Bacteria; 
Pseudoalteromonas. 
465556 Bacteria_16S 


Proteobacteria; 


4215723 4215655 30 


paragorgicola strain KMM 3548 16S ribosomal RNA, partial 


paragorgicola Bacteria; 
Pseudoalteromonas. 
465556 Bacteria_16S 


Proteobacteria; 


4221862 4221794 30 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacillaceae; Anaerobacillus. 
465556 Bacteria_16S 4224845 4224777 30 
hispanicus strain 
hispanicus Bacteria; 
465556 Bacteria_16S 


Firmicutes; 
4230885 4230805 18 


thermobenzoicum subsp. thermosyntrophicum strain TPO 16S 


Bacillales; 


Gammaproteobacteria; 


98 


98 


98 


98 


gi| 219846064 


gi|219846060 


4220889 4222400 Bacillus 


gi|219846055 


DSM 5352 16S ribosomal RNA, partial sequence 
Salinicoccus. 


gi|219846048 


Pae 


Acti 


sequence 


Gammaproteobacteria; 


sequence 


ribosomal RN 


ref 


rs 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


198059 419951 
nibacillus. 


ence 
nomycetales; 


27 Streptomyces 


4205616 420703 
Chromatiales; 


4213214 421471 
Alteromonadales; 


4214764 421626 
Gammaproteobacteria; Alteromonadales; 


4223876 422538 


NR_025666.1 


NR_025664.1 
420108 
NR_025663.1 


treptomyceta 
NR_025661.1 


Ecto 


NR_025655.1 


NR_025654.1 
Pse 


NR_025650.1 
macyae Bacte 


NR_025645.1 


NR_025638.1 
A, partial s 


Str 


Pseud 


equence 


Paenibacillus 


0 Paenibacillus 


Streptomyces 


2 4202529 Streptomyces 
eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 
ceae; 


Streptomyces. 
Thioalkalivibrio 


5 Thioalkalivibrio 
thiorhodospiraceae; 


Pseudoalteromonas 


3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 


9 Pseudoalteromonas 
udoalteromonadaceae; 


Bacillus macyae strain 
ria; 


Firmicutes; 


Salinicoccus 


3 Salinicoccus 


Desulfotomaculum 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Peptococcaceae; 
465556 Bacteria_16S 4235404 4235336 30 


Desulfotomaculum. 


98 


strain F2R9 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebs 
465556 Bacteria_16S 958 875 15 98 gi| 265679063 |ref|NR_029371.1 
cyanea strain NA134 16S ribosomal RNA, partial sequence id 1489 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharomonospora. 

465556 Bacteria_16S 2497 2414 15 98 gi|265679062|ref|NR_029370.1 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccha 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharomonospora. 

465556 Bacteria_16S 119258 119175 15 98 gi| 265678983 |ref|NR_029291.1 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Promicromonosporaceae; Cellulosimicrobium. 

465556 Bacteria_16S 422304 422221 15 98 gi|265678773|ref|NR_029078.1 


strain YIM 70085 


465556 Bacteria_16S 450128 450045 15 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, parti 
xinjiangensis Bacteria; Actinobacteria; Actinobacterida 


Saccharothrix. 
596396 596313 15 


Actinosynnemataceae; 
465556 Bacteria_16S 


strain CCUG 42773 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


465556 Bacteria_16S 669184 669101 15 


pluranimalium strain M430/94/2 16S ribosomal RNA, parti 
pluranimalium Bacteria; Actinobacteria; Actinobacterida 


Actinomycetaceae; Arcanobacterium. 
465556 Bacteria_16S 717417 «717350 31 


98 


98 


98 


98 


strain B43 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


465556 Bacteria_16S 740497 740414 15 


paurometabolica strain YIM 90007 16S ribosomal RNA, par 


98 


gi|219846045 


4234473 42358 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi| 265678755 


gi|265678655 


gi| 265678603 


gi|265678570 


716437 71796 
Enterobac 


gi| 265678554 


ococcineae 
al sequenc 
e; Actinomycet 
59545 


nomycineae 


al sequenc 
e; Actinomycet 


tial seque 


ref 


or Va 
ref 


ref 


¢; Ac 
ref 


ref 


teri 
ref 
nce 


e 449186 450615 


e 668320 669706 
Actinomycineae; 


8 Enterobacter 


NR_025635.1 


niellaceae; 
NR_029060.1 


ales; Pseudo 


NR_028960.1 


tinomycetace 
NR_028908.1 


ales; 
NR_028875.1 
aceae; 


NR_028858.1 
739522 


Klebsiella variicola 
84 Klebsiella variicola Bacteria; 
iella. 


Saccharomonospora 


romonospora cyanea 
seudonocardiaceae; 


Saccharomonospora 


romonospora azurea 
seudonocardiaceae; 


Cellulosimicrobium 
Cellulosimicrobium 


neae; 


Yaniella halotolerans 
0 Yaniella halotolerans Bacteria; 
Yaniella. 


Saccharothrix 
Saccharothrix 


nocardineae; 


Actinomyces funkei 


5 596820 Actinomyces funkei Bacteria; 
ae; Actinomyces. 


Arcanobacterium 
Arcanobacterium 


Enterobacter pyrinus 
pyrinus Bacteria; 
Enterobacter. 


Saccharomonospora 
740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; Pseudonocardiaceae; 
465556 Bacteria_16S 


774573 774490 15 


98 


Saccharomonospora. 


gi| 265678530 


ref 


NR_028834.1 


Prauserella alba 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 775132 Prauserella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 


4229850 4231400 


465556 Bacteria_16S 861589 861506 15 98 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 


strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
465556 Bacteria_16S 888744 888653 7 98 gi|265678452|ref|NR_028754.1| Saccharopolyspora 


flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
465556 Bacteria_16S 913297 913214 15 98 gi|265678436|ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
465556 Bacteria_16S 914855 914772 15 98 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
465556 Bacteria_16S 1161683 1161600 15 98 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 
465556 Bacteria_16S 1226663 1226580 15 98 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 
465556 Bacteria_16S 1261352 1261269 15 98 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 
465556 Bacteria_16S 1417051 1416968 15 98 gi|224581447|ref|NR_027229.1| Saccharomonospora 
glauca strain K62 16S ribosomal RNA, partial sequence 1416093 1417582 Saccharomonospora glauca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
465556 Bacteria_16S 1536829 1536746 15 98 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
465556 Bacteria_16S 1538391 1538308 15 98 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 
465556 Bacteria_16S 1541501 1541418 15 98 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
465556 Bacteria_16S 1543061 1542978 15 98 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 
465556 Bacteria_16S 1653702 1653619 15 98 gi|219878439|ref|NR_025578.1| Thermomonas brevis 
strain R-13291 16S ribosomal RNA, partial sequence 1652728 1654224 Thermomonas brevis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 
465556 Bacteria_16S 1665988 1665905 15 98 gi|219878431|ref|NR_025570.1| Kibdelosporangium 
albatum strain R 761-7 16S ribosomal RNA, partial sequence 1665031 1666519 Kibdelosporangium albatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
465556 Bacteria_16S 1788990 1788907 15 98 gi|219878343|ref|NR_025482.1| Blastococcus 
saxobsidens strain BC448 16S ribosomal RNA, partial sequence 1788037 1789519 Blastococcus 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Blastococcus. 
465556 Bacteria_16S 1886887 1886804 15 98 gi|219878274|ref|NR_025413.1| Saccharomonospora 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 1885917 1887421 Saccharomonospora 
halophila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharomonospora. 
465556 Bacteria_16S 1902131 1902048 15 98 gi|219878262|ref|NR_025401.1] Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
465556 Bacteria_16S 1910830 1910747 15 98 gi|219878256|ref|NR_025395.1]| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
465556 Bacteria_16S 1933786 1933707 18 97 gi|219878239|ref|NR_025378.1| Desulfomicrobium orale 
strain DSM 12838 16S ribosomal RNA, partial sequence 1932811 1934285 Desulfomicrobium orale Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 


465556 Bacteria_16S 1938310 1938227 15 98 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 
465556 Bacteria_16S 1952138 1952055 15 98 gi|219878227|ref|NR_025366.1| Actinomyces canis 
strain CCUG 41706 16S ribosomal RNA, partial sequence 1951163 1952590 Actinomyces canis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
465556 Bacteria_16S 2103226 2103147 18 97 gi|219878118|ref|NR_025257.1| Desulfonauticus 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
465556 Bacteria_16S 2139565 2139482 15 98 gi| 219857642 |ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
465556 Bacteria_16S 2150137 2150054 15 98 gi|219857635|ref|NR_025224.1| Prauserella halophila 
strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 2150678 Prauserella halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
465556 Bacteria_16S 2320171 2320088 15 98 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 
465556 Bacteria_16S 2609776 2609693 15 98 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
465556 Bacteria_16S 2669048 2668957 7 98 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 
465556 Bacteria_16S 2760503 2760420 15 98 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
465556 Bacteria_16S 2940002 2939919 15 98 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
465556 Bacteria_16S 3011349 3011266 15 98 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 
465556 Bacteria_16S 3133534 3133451 15 98 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 

465556 Bacteria_16S 3151649 3151570 18 97 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
465556 Bacteria_16S 3171489 3171406 15 98 gi| 219846807 |ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
465556 Bacteria_16S 3200578 3200495 15 98 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
465556 Bacteria_16S 3356666 3356583 15 98 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 
465556 Bacteria_16S 3358229 3358146 15 98 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
465556 Bacteria_16S 3436365 3436282 15 98 gi|219846619|ref|NR_026211.1| Corynebacterium auris 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
465556 Bacteria_16S 3498660 3498578 16 98 gi|219846577|ref|NR_026169.1| Actinomyces radingae 
strain ATCC 51856 16S ribosomal RNA, partial sequence 3497692 3499120 Actinomyces radingae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

465556 Bacteria_16S 3602421 3602338 15 98 gi| 219846505 |ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
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decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Pseudonocardiaceae; Amycolatopsis. 
465556 Bacteria_16S 1679616 1679534 16 98 gi| 219878422 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 16786 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Amycolatopsis. 
465556 Bacteria_16S 1739140 1739058 16 98 gi| 219878382 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequenc 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Actinomycetaceae; Actinomyces. 
465556 Bacteria_16S 1816602 1816520 16 98 gi| 219878325 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 18156 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Kibdelosporangium. 
465556 Bacteria_16S 1926141 1926059 16 98 gi| 219878244 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequen 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Pseudonocardiaceae; Amycolatopsis. 
465556 Bacteria_16S 2262485 2262403 16 98 gi| 219857558 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 

hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobac 
Thermodesulfobacterium. 
465556 Bacteria_16S 2520096 2520014 16 98 gi| 219857364 
ATCC 700122 16S ribosomal RNA, partial sequence 2519150 25206 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterine 
465556 Bacteria_16S 2612875 2612793 16 98 gi| 219857257 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


465556 Bacteria_16S 2629865 2629783 16 98 gi| 219857239 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 26303 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

465556 Bacteria_16S 2703664 2703582 16 98 gi| 219857186 


desulfurans strain St55B 16S ribosomal RNA, partial sequence 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; 
465556 Bacteria_16S 2816226 2816144 16 98 gi| 219856913 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 


alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseud 


Pseudomonas. 
465556 Bacteria_16S 2971827 2971745 16 98 gi| 219846942 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 


resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseu 


Pseudomonas. 
465556 Bacteria_16S 3003934 3003852 16 98 gi|219846921 
europaeus strain DES11 16S ribosomal RNA, partial sequence 30029 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 


465556 Bacteria_16S 3008420 3008340 18 98 gi| 219846918 


tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 300750 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 


psis. 
ref|NR_025562.1 
1677147 167861 


ref|NR_025561.1 
61 1680145 Amycol 


ref|NR_025521.1 
e 1738160 173968 


ref |NR_025464.1 
46 1817129 Kibdel 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 


ref|NR_025146.1 
2261503 226299 
teriales; Thermo 


ref |NR_024952.1 


ae; Coriobacteri 
ref|NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024867.1 


ref|NR_024814.1 
2702689 270407 
Thermaceae; Oce 
ref|NR_024734.1 
2815260 281674 


ref |NR_026534.1 
2970861 297232 


ref|NR_026513.1 
97 3004478 Glucon 


ref |NR_026510.1 


465556 Bacteria_16S 3020432 3020350 16 98 gi| 219846910 


Amycolatopsis 
0 Amycolatopsis 


etales; Pseudonocardineae; 


Amycolatopsis japonica 
atopsis japonica 


donocardineae; Pseudonocardiaceae; 


Actinomyces 
1 Actinomyces 


cetales; Actinomycineae; 


Kibdelosporangium 
osporangium aridum 


donocardineae; Pseudonocardiaceae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Thermodesulfobacterium 
9 Thermodesulfobacterium 


desulfobacteriaceae; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Pseudomonas 

8 Pseudomonas 
omonadaceae; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Gluconacetobacter 
acetobacter europaeus 
; Gluconacetobacter. 
Halospirulina 

4 3008891 Halospirulina 


ref |NR_026502.1 


Thermus antranikianii 


strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 


Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 


465556 Bacteria_16S 3021954 3021872 16 98 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

465556 Bacteria_16S 3118616 3118534 16 98 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
465556 Bacteria_16S 3168455 3168373 16 98 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
465556 Bacteria_16S 3479004 3478922 16 98 gi|219846590|ref|NR_026182.1| Actinomyces georgiae 
strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 3479443 Actinomyces georgiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
465556 Bacteria_16S 3629368 3629286 16 98 gi|219846486|ref|NR_026078.1| Pseudomonas aeruginosa 
strain DSM 50071 16S ribosomal RNA, complete sequence 3628374 3629910 Pseudomonas aeruginosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

465556 Bacteria_16S 3705325 3705243 15 97 gi|219846433|ref|NR_026024.1| Prosthecobacter 
fusiformis strain FC4 16S ribosomal RNA, partial sequence 3704351 3705819 Prosthecobacter fusiformis 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
465556 Bacteria_16S 3709881 3709799 15 97 gi|219846430|ref|NR_026021.1| Prosthecobacter 
dejongeii strain FC1l 16S ribosomal RNA, partial sequence 3708907 3710374 Prosthecobacter dejongeii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
465556 Bacteria_16S 3810163 3810081 16 98 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
strain B62 16S ribosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

465556 Bacteria_16S 3877109 3877027 16 98 gi|219846311|ref|NR_025901.1| Thermus filiformis 
strain Wai33 16S ribosomal RNA, partial sequence 3876152 3877626 Thermus filiformis Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

465556 Bacteria_16S 3878629 3878547 16 98 gi|219846310|ref|NR_025900.1| Thermus aquaticus 
strain YT-1 16S ribosomal RNA, partial sequence 3877677 3879146 Thermus aquaticus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

465556 Bacteria_16S 41765 41697 30 98 gi|265679036|ref|NR_029344.1| Vibrio pectenicida 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio pectenicida Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

465556 Bacteria_16S 69141 69060 17 98 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

465556 Bacteria_16S 75205 75128 21 98 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

465556 Bacteria_16S 134516 134435 17 98 gi|265678973|ref|NR_029281.1| Arthrobacter 
ureafaciens strain NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

465556 Bacteria_16S 135997 135916 17 98 gi| 265678972 |ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

465556 Bacteria_16S 168029 167961 30 98 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

465556 Bacteria_16S 169553 169485 30 98 gi|265678950|ref|NR_029258.1| Vibrio metschnikovii 
strain Fowl 16S ribosomal RNA, partial sequence 168553 169985 Vibrio metschnikovii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

465556 Bacteria_16S 171029 170961 30 98 gi|265678949|ref|NR_029257.1| Vibrio mediterranei 
strain 50 16S ribosomal RNA, partial sequence 170036 171505 Vibrio mediterranei Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

465556 Bacteria_16S 172539 172471 30 98 gi|265678948|ref|NR_029256.1| Vibrio gazogenes 
strain PB 1 16S ribosomal RNA, partial sequence 171556 173003 Vibrio gazogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

465556 Bacteria_16S 174047 173979 30 98 gi| 265678947 |ref|NR_029255.1| Vibrio fischeri strain 
398 16S ribosomal RNA, partial sequence 173054 174520 Vibrio fischeri Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

465556 Bacteria_16S 175555 175487 30 98 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
strain OY 0-002 16S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

465556 Bacteria_16S 201554 201478 21 98 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. I 


nceer 


465556 Bacteria_16S 294480 294403 21 98 gi| 265678864 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; 


tae Sedis; H 


ref 


elcococcus. 


NR_029170.1 


Prosthecochloris 


293547 295005 Prosthecochloris 


Chlorobiaceae; 


Prosthec 


ochloris. 


465556 Bacteria_16S 359629 359548 17 98 gi| 265678815 |ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

465556 Bacteria_16S 361175 361094 17 98 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

465556 Bacteria_16S 377670 377589 17 98 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

465556 Bacteria_16S 386888 386807 17 98 gi|265678797|ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
465556 Bacteria_16S 427008 426927 17 98 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

465556 Bacteria_16S 430095 430014 17 98 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

465556 Bacteria_16S 440940 440855 13 98 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 


strain PUPA-2 16S 
Tenericutes; Moll 


465556 Bacteria_16S 
kerguelensis stra 


kerguelensis Bact 
Arthrobacter. 


465556 Bacteria_16S 


gangotriensis str 
gangotriensis Bac 


Micrococcaceae; Arthrobacter. 
465556 Bacteria_16S 


ciconiae strain B 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
494557 494476 17 98 gi 
in KGN15 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


, 


496062 495981 17 98 gi 
ain LzlYy 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


q 


525061 524980 17 98 gi 


$13 16S ribosomal RNA, partial sequence 


439970 44147 
Entomoplasmataceae; M 
265678722 
quence 

Actinomy 


265678721 


uence 


e; Actinomycet 


265678702 


5241 


esoplasma. 

ref |NR_029027.1 
493586 495067 

cetales; Microco 


ref |NR_029026.1 
495118 496571 
ales; Microc 


ref |NR_029007.1 


46 525550 Coryne 


6 Mesoplasma photuris Bacteria; 


Arthrobacter 
Arthrobacter 
ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 
occineae; 


Corynebacterium 
bacterium ciconiae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

465556 Bacteria_16S 578360 578275 13 98 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

465556 Bacteria_16S 638946 638865 17 98 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
465556 Bacteria_16S 646750 646669 17 98 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
465556 Bacteria_16S 737363 737278 13 98 gi|265678556|ref|NR_028860.1| Entomoplasma lucivorax 


strain PIPN-2 16S 
Tenericutes; Moll 


465556 Bacteria_16S 


strain Uedal07 16 
Proteobacteria; G 


465556 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


465556 Bacteria_16S 


zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 


465556 Bacteria_16S 


azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 


465556 Bacteria_16S 


strain AS4.0578 1 


ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
771467 771382 13 98 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
782329 782248 17 98 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

816054 815965 9 98 gi 
n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


gi 


872230 872149 17 98 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


878085 878004 17 98 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


465556 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


881092 881011 17 98 gi 
37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


465556 Bacteria_16S 


982608 982523 13 98 


gi 


736380 73789 
Entomoplasmataceae; 


770475 77198 


6S ribosomal RNA, partial sequence 877138 87856 


E 
265678532 


seudomonad 
265678524 
sequence 
dae; Actin 


265678502 
ence 81510 
ales; Pseu 


265678464 
sequence 
ria; Rhodo 


265678460 


donocardin 
265678458 
88012 


ales; Pseu 


7 Entomoplasma 
ntomoplasma. 
ref |NR_028836.1 


aceae; Cellvibri 
ref |NR_028828.1 

781358 782875 
omycetales; Micr 


ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 


ref |NR_028767.1 

871314 872760 
spirillales; Ace 
ref |NR_028763.1 
eae; Actinosynne 
ref |NR_028760.1 


9 881579 Lentze 
donocardineae; A 


265678389 


lucivorax Bacteria; 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Xylanimonas 
Xylanimonas 
ococcineae; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Gluconacetobacter 
Gluconacetobacter 


tobacteraceae; 


Lentzea flaviverrucosa 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 
ctinosynnemataceae; 


ref|NR_028691.1 


Entomoplasma freundtii 


strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 


Tenericutes; Moll 


icutes; Entomoplasmatales; 


Entomoplasmataceae; 


E 


ntomoplasma. 


465556 Bacteria_16S 1114801 111472017 98 gi|265678299|ref|NR_028600.1 
strain I-132 16S ribosomal RNA, partial sequence 1113840 11153 

Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
465556 Bacteria_16S 1116327 1116246 17 98 gi| 265678298 |ref|NR_028599.1 
strain I-273 16S ribosomal RNA, partial sequence 1115364 11168 

Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
465556 Bacteria_16S 1204114 1204033 17 98 gi|228715356|ref|NR_027528.1 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collin 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterine 
Collinsella. 

465556 Bacteria_16S 1217639 1217558 17 98 gi|219878473|ref|NR_025612.1 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
465556 Bacteria_16S 1279277 1279192 13 98 gi| 219846093 |ref|NR_025683.1 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 12798 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
465556 Bacteria_16S 1282228 1282143 13 98 gi| 219846087 |ref|NR_025677.1 
strain PYAN-1 16S ribosomal RNA, partial sequence 1281261 1282749 Entomoplasma 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
465556 Bacteria_16S 1334113 1334032 17 98 gi|228721490|ref|NR_027613.1 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beut 
Beutenbergia. 

465556 Bacteria_16S 1353869 1353788 17 98 gi|228720330|ref|NR_027591.1 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 135441 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirilla 
Gluconacetobacter. 

465556 Bacteria_16S 1355473 1355405 30 98 gi|228720264|ref|NR_027590.1 
subsp. costicola strain ATCC 33508 16S ribosomal RNA, partial sequence 135446 
costicola subsp. costicola Bacteria; Proteobacteria; Gammaproteobacteria; Vibrion 
Salinivibrio. 

465556 Bacteria_16S 1421619 1421538 17 98 gi|224581444|ref|NR_027226.1 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 142216 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Micrococcaceae; Arthrobacter. 

465556 Bacteria_16S 1432498 1432417 17 98 gi|224581434|ref|NR_027216.1 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptos 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

465556 Bacteria_16S 1440194 1440113 17 98 gi|224581428|ref|NR_027210.1 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 14407 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
465556 Bacteria_16S 1449407 1449326 17 98 gi|224581421|ref|NR_027202.1 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promic 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonospora. 

465556 Bacteria_16S 1453852 145377117 98 gi|224581418|ref|NR_027199.1 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 145438 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Micrococcaceae; Arthrobacter. 

465556 Bacteria_16S 1462841 1462760 17 98 gi|224581411|ref|NR_027192.1 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 1461862 1463368 Marino 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
465556 Bacteria_16S 1502125 1502044 17 98 gi|219846604|ref|NR_026196.1 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomo 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
465556 Bacteria_16S 1571469 1571388 17 98 gi| 219878156 |ref|NR_025295.1 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 157198 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aero: 
465556 Bacteria_16S 1582046 1581965 17 98 gi|219878490|ref|NR_025629.1 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 158256 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

465556 Bacteria_16S 1605273 1605192 17 98 gi|219878474|ref|NR_025613.1 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


465556 Bacteria_16S 
arilaitensis stra 


1606814 1606733 17 98 


Arthrobacter. 
465556 Bacteria_16S 1655247 1655166 17 98 
strain R-10289 16S ribosomal RNA, partial sequence 


gi 


gi 


219878472 
in Rell7 16S ribosomal RNA, partial sequ 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


219878438 


occineae; Micrococcaceae 
ref|NR_025611.1 
ence 1605856 160731 
Actinomycetales; Microco 


ref 


NR_025577.1 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Collinsella 

sella intestinalis DSM 

ae; Coriobacteriaceae; 


Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 
Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


somnilux Bacteria; 


Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


Gluconacetobacter 
8 Gluconacetobacter 
les; Acetobacteraceae; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Arthrobacter 
4 Arthrobacter 


crococcineae; 


Leptospirillum 
pirillum ferrooxidans 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Promicromonospora 
romonospora aerolata 


Promicromonosporaceae Hi 


Arthrobacter 
1 Arthrobacter 
crococcineae; 


Marinobacter 
bacter bryozoorum 

Marinobacter. 

Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
; Sinomonas. 

Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 

Rhodovarius 
8 Rhodovarius 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Thermomonas fusca 


1654275 1655771 Thermomonas fusca Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Thermomonas. 


465556 Bacteria_16S 
strain R5292 16S 


465556 Bacteria_16S 


1682714 1682633 17 98 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


1737636 1737551 13 98 


strain RB-8 16S ribosomal RNA, partial sequence 


Proteobacteria; 
465556 Bacteria_16S 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
465556 Bacteria_16S 


Gammaproteobacteria; Oceanospirillales; 


1799679 1799598 17 98 


1815071 1814990 17 98 


LMG 19981 16S ribosomal RNA, partial sequence 


Proteobacteria; 
465556 Bacteria_16S 
capitovis strain 


Corynebacteriaceae; 
465556 Bacteria_16S 
nasiphocae strain 


Arthrobacter. 
465556 Bacteria_16S 
strain CCUG 41709 


465556 Bacteria_16S 


radicidentis strain CCUG 36733 16S ribosomal RNA, partial 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
465556 Bacteria_16S 


spinosispora strain LM 141 16S ribosomal RNA, partial sequence 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
465556 Bacteria_16S 


urogenitalis strain CCUG 38702 16S ribosomal RNA, partial 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
465556 Bacteria_16S 
strain CF-25 16S 


465556 Bacteria_16S 
strain CF-43 16S 


465556 Bacteria_16S 


1856211 1856130 17 98 


CCUG 39779 16S ribosomal RNA, partial 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


1874500 1874419 17 98 


M597/99/10 16S ribosomal RNA, partial sequence 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


1907838 1907757 17 98 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 


1932337 1932256 17 98 


1950576 1950487 9 98 


Pseudonocardia. 


1955072 1954991 17 98 


1958030 1957949 17 98 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1959586 1959505 17 98 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


1967207 1967139 30 98 


strain BM5 16S ribosomal RNA, partial sequence 


Proteobacteria; 
465556 Bacteria_16S 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; 


Stenotrophomonas. 
465556 Bacteria_16S 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


465556 Bacteria_16S 
johnsonii strain 
johnsonii Bacteria; 
465556 Bacteria_16S 


Soel 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
465556 Bacteria_16S 
strain Pss 26 16S 
Proteobacteria; 
465556 Bacteria_16S 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
taiwanensis Bacteria; Actinobacteria; 
Rubrobacter. 


Rubrobacteraceae; 
465556 Bacteria_16S 


Gammaproteobacteria; Chromatiales; 


2043461 2043380 17 98 
Proteobacteria; 


2066464 2066383 17 98 


2083472 2083387 13 98 


ATCC 33200 16S ribosomal RNA, partial 


Firmicutes; Lactobacillales; 
2089479 2089398 17 98 


Xanthomonadales; 


2147039 2146958 17 98 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


2156058 2155977 17 98 


2288406 2288321 13 98 


strain L1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; 


465556 Bacteria_16S 


strain LMG S-19264 16S ribosomal RNA, partial sequence 


Entomoplasmatales; 


2324744 2324663 17 98 


Micrococcineae 


Micrococcineae 


Chromatiaceae; 


Gammaproteobacteria; 


Lactobacillaceae 


2088549 2089942 Nevsk 
Sinobacteraceae; 


Rubrobacteridae; 


Entomoplasmataceae; 


gi|219878420 
1681727 16832 


gi|219878383 
1736673 17381 


gi| 219878336 


Actinomyc 


gi|219878326 
1814099 18155 


Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


219878297 
sequence 


gi 
gi| 219878285 
Actinomyce 


219878258 
19068 


gi 


219878240 
sequenc 


gi 
gi| 219878228 
Actinomy 
219878225 


sequenc 
Actinomy 


gi 


gi|219878223 
1957067 19585 


gi| 219878222 
1958616 19601 


gi|219878217 
1966261 19677 


gi|219878166 


Xa 


219878146 

20655 
Micr 
219878134 
sequence 


gi 


gi 


gi| 219878130 


Nevskia. 


gi|219857637 
2146078 21475 


gi| 219857631 


Rubrobacte 


gi] 219857540 
2287434 22889 


gi| 219857513 


Actinomycetales; 


ref|NR_025559.1 


ref|NR_025522.1 


ref|NR_025475.1 
1798724 180016 
etales; Micrococ 


ref|NR_025465.1 


ref |NR_025436.1 
1855266 185659 


ref|NR_025424.1 
1873541 187493 
tales; Micrococc 


ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025379.1 
e 1931360 193276 


ref |NR_025367.1 
1949601 195111 
cetales; Pseudon 


ref|NR_025364.1 
e 1954098 195552 
cetales; 


ref |NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref |NR_025361.1 


; Micrococcaceae 
ref|NR_025356.1 


Thiocapsa. 

ref |NR_025305.1 
2042490 204400 

nthomonadales; X 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025273.1 

2082477 208396 
; Lactobacillus. 
ref |NR_025269.1 
ia ramosa Bacter 
ref|NR_025226.1 
aceae; Pseudomon 
ref |NR_025220.1 

2155131 215660 
rales; Rubrobact 


ref |NR_025128.1 


ref 


Actinomyces oricola 


34 Actinomyces oricola Bacteria; 
Actinomycetaceae; Actinomyces. 


Oleispira antarctica 


09 Oleispira antarctica Bacteria; 
Oleispira. 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Fulvimonas soli strain 


95 Fulvimonas soli Bacteria; 
Fulvimonas. 


Corynebacterium 
9 Corynebacterium 


Corynebacterineae; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Actinomyces catuli 

myces catuli Bacteria; 

ae; Actinomyces. 
Actinomyces 

0 Actinomyces 


Actinomycineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Actinomyces 
0 Actinomyces 


Actinomycineae; 


Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Arthrobacter albus 


16 Arthrobacter albus Bacteria; 


; Arthrobacter. 
Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Lactobacillus 

3 Lactobacillus 


Nevskia ramosa strain 
ia; Proteobacteria; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Rubrobacter 
6 Rubrobacter 
erineae; 


Mesoplasma florum 


33 Mesoplasma florum Ll Bacteria; 
Mesoplasma. 


NR_025101.1 


Corynebacterium casei 


2323867 2325209 Corynebacterium casei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


465556 Bacteria_16S 2347257 2347176 17 98 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

465556 Bacteria_16S 2348766 2348685 17 98 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

465556 Bacteria_16S 2362470 2362389 17 98 gi|219857486|ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
465556 Bacteria_16S 2455281 2455200 17 98 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

465556 Bacteria_16S 2509486 2509405 17 98 gi|219857371|ref|NR_024959.1| Gluconacetobacter 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 2508571 2510017 Gluconacetobacter 
johannae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

465556 Bacteria_16S 2514038 2513957 17 98 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

465556 Bacteria_16S 2517064 2516983 17 98 gi|219857366|ref|NR_024954.1]| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

465556 Bacteria_16S 2569729 2569648 17 98 gi|219857288|ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 2625238 2625157 17 98 gi|219857248|ref|NR_024878.1| Rhodanobacter 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Rhodanobacter. 

465556 Bacteria_16S 2709630 2709549 17 98 gi|219857182|ref|NR_024810.1| Asaia krungthepensis 


strain AAO8 16S r 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
465556 Bacteria_16S 


narugense strain 
Bacteria; 


strain 71 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
465556 Bacteria_16S 


strain IFO 16235 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


465556 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


465556 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


465556 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; 


strain F98.3HR69 


Bacteria; Actinob 
Promicromonospora 


465556 Bacteria_16S 


Firmicu 
465556 Bacteria_16S 
strain Yo-3 16S r 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
465556 Bacteria_16S 


G 
465556 Bacteria_16S 


ibosomal RNA, partial sequence 
Ac 
2739765 2739684 17 98 gi 
Na82 16S ribosomal RNA, partial sequen 
tes; Clostridia; Thermoanaerobacterale 
2761993 2761912 17 98 gi 
ibosomal RNA, partial sequence 


Ss; 


Ac 
2825280 2825199 17 
osomal RNA, partial sequence 


98 gi 
Ac 


2840490 2840409 17 98 gi 
oc 
2851297 2851216 17 98 gi 
n ATCC 19867 16S ribosomal RNA, partia 


ria; Proteobacteria; Gammaproteobacter 


1 
ia 


2852866 2852785 17 98 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
2973341 2973260 17 98 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


na 


al 
er 


2974907 2974822 13 98 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
3099087 3099006 17 98 gi 


gi 


se 


oc 
3396133 3396052 17 98 gi 
43110 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


en 
al 


2708714 27101 


219857161 
ce 


219857145 
2761077 27624 


219856907 
2824364 28257 


219856897 
16S ribosomal RNA, partial sequence 2839520 28410 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


219856889 


219846941 


219846940 
2973936 29754 


219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 
citrea strain DSM 


219846648 


etobacte 
27388 
Thermod 


etobacte 


etobacte 


sequence 
Pseudo: 


v 


28518 
dales; X 


sequenc 
ia; Pseu 


udomonad 


occineae 


ce 33951 
es; Micr 


3399163 3399082 17 98 gi 


219846646 


occineae; 
219856890 


24 Asaia krungthepensis Bacteria; 
raceae; Asaia. 
ref |NR_024789.1 
10 2740172 Thermo 


Thermodesulfobium 
desulfobium narugense 
esulfobiaceae; Thermodesulfobium. 
ref|NR_024773.1| Kozakia baliensis 
91 Kozakia baliensis Bacteria; 
raceae; Kozakia. 
ref|NR_024728.1| Asaia bogorensis 
74 Asaia bogorensis Bacteria; 
raceae; Asaia. 
ref|NR_024716.1| Agromyces luteolus 
12 Agromyces luteolus Bacteria; 
; Microbacteriaceae; Agromyces. 
ref|NR_024709.1] Pseudomonas 
2850317 2851835 Pseudomonas 
monadales; Pseudomonadaceae; 


ref|NR_024708.1 
86 2853382 Pseudo 
anthomonadaceae. 
ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 


Pseudomonas geniculata 
monas geniculata 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


ref|NR_026532.1| Pseudomonas cichorii 
29 Pseudomonas cichorii Bacteria; 
aceae; Pseudomonas. 

ref|NR_026448.1| Arthrobacter rhombi 
44 Arthrobacter rhombi Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026240.1| Promicromonospora 

98 3396650 Promicromonospora citrea 
ococcineae; Promicromonosporaceae; 


v 


uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 


ref|NR_026238.1] Arthrobacter 
3398202 3399685 Arthrobacter 


uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


Arthrobacter. 


465556 Bacteria_16S 


strain DSM 20167 


465556 Bacteria_16S 


strain DSM 20119 


465556 Bacteria_16S 


strain DSM 20138 


465556 Bacteria_16S 


histidinolovorans 
histidinolovorans 


3400697 3400616 17 98 gi 


219846645 


16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3402223 3402142 17 98 gi 


oc 
219846644 


16S ribosomal RNA, partial sequence 3401264 34027 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3403763 3403682 17 98 gi 


ococcineae 
219846643 


16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3405293 3405212 17 98 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


465556 Bacteria_16S 


strain DSM 20116 


465556 Bacteria_16S 


strain NCTC 10951 


3406819 3406738 17 98 gi 


ococcineae 
219846642 
artial seq 
ridae; Act 


219846641 


16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3412967 3412886 17 98 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


465556 Bacteria_16S 


strain DSM 20315 


465556 Bacteria_16S 


strain DSM 20550 


465556 Bacteria_16S 


strain DSM 20541 


465556 Bacteria_16S 


protophormiae str 
protophormiae Bac 


3453103 3453022 17 98 gi 


ococcineae 
219846636 

34120 

nomycineae 
219846608 


16S ribosomal RNA, partial sequence 3452140 34536 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3456159 3456078 17 98 gi 


ococcineae 
219846606 


16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3457688 3457607 17 98 gi 


oc 
219846605 


16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3459182 3459101 17 98 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Micrococcaceae; Arthrobacter. 


465556 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


3460703 3460622 17 98 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 


Micrococcaceae; Arthrobacter. 


465556 Bacteria_16S 


strain DSM 20546 


465556 Bacteria_16S 


polychromogenes s 
polychromogenes B 


3462223 3462142 17 98 gi 


ococcineae 
219846603 
al sequenc 
e; Actinom 


219846602 
te sequenc 
ae; Actino: 


, 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3463746 3463665 17 98 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


Micrococcaceae; Arthrobacter. 


465556 Bacteria_16S 


strain DSM 20545 


465556 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


465556 Bacteria_16S 


crystallopoietes 
crystallopoietes 


3465269 3465188 17 98 gi 


ococcineae 
219846600 
tial seque 
dae; Actin 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3466792 3466711 17 98 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


3468314 3468233 17 98 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


Micrococcaceae; Arthrobacter. 


465556 Bacteria_16S 


strain DSM 20133 


465556 Bacteria_16S 


globiformis strai 
globiformis Bacte 
Arthrobacter. 


465556 Bacteria_16S 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


465556 Bacteria_16S 


acetireducens str 
acetireducens Bac 


3469840 3469759 17 98 gi 


oc 
219846598 

sequence 

Actinomyce 


219846597 
rtial sequ 


idae; Acti 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


3471358 3471277 17 98 gi 
n DSM 20124 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


3480455 3480374 17 98 gi 
n NCTC 11490 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3483394 3483317 18 95 gi 
ain DSM 10703 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


465556 Bacteria_16S 


3555120 3555039 17 98 gi 


ococcineae 
219846595 
sequence 

Actinomyc 


219846589 
1 sequence 
Actinomyc 


219846587 
al sequenc 
diales; Cl 
219846540 


liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 


occineae; 


occineae; 


occineae; 


ref |NR_026237.1 
13 Arthrobacter 
3 Micrococcacea 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref|NR_026234.1 
uence 340433 
inomycetales; Mi 


ref |NR_026233.1 
45 Arthrobacter 
; Micrococcaceae 
ref |NR_026228.1 
06 3413422 Actino 
; Actinomycetace 
ref|NR_026200.1 
; Micrococcacea 
ref|NR_026198.1 
68 Arthrobacter 
3 Micrococcacea 
ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026195.1 
e 3458220 345969 
ycetales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026191.1 
79 Arthrobacter 
3; Micrococcacea 
ref|NR_026190.1 

3465830 346730 
tales; Micrococc 


ref 
ence 
nomy 


NR_026189.1 
346735 
cetales; Mic 


v 


ref|NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_026187.1 

3470399 347186 
etales; Micrococ 


ref|NR_026181.1 
3479494 348091 
etales; Actinomy 


ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref |NR_026132.1 

3554185 355566 


Arthrobacter sulfureus 


sulfureus Bacteria; 
e: 


Arthrobacter. 
Arthrobacter oxydans 


v 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 


; Arthrobacter. 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
es 


Micrococcus. 
Arthrobacter agilis 


’ 


agilis Bacteria; 
e: 


Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


’ 


’ 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


v 
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465556 Bacteria_16S 


strain Milford 74 
Proteobacteria; G 


465556 Bacteria_16S 


strain ATCC 15338 
Proteobacteria; G 


465556 Bacteria_16S 


strain 717 16S ri 
Proteobacteria; G 


465556 Bacteria_16S 
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nigripulchritudo 


465556 Bacteria_16S 
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Gammaproteobacter 


465556 Bacteria_16S 


strain ATCC 14048 
Proteobacteria; G 


465556 Bacteria_16S 


strain NS 16S rib 
Proteobacteria; G 


465556 Bacteria_16S 


strain ATCC 35912 
Bacteria; Proteob 


465556 Bacteria_16S 
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strain VIS 16S ri 
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putrefaciens Bact 
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Micrococcaceae; C 


465556 Bacteria_16S 
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465556 Bacteria_16S 
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465556 Bacteria_16S 
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465556 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


465556 Bacteria_16S 


strain PIMN-1 16S 


3558291 3558223 30 98 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 

16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3559771 3559703 30 98 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 

16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3561286 3561218 30 98 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
bosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3562807 3562739 30 98 gi|219846534|ref|NR_026126.1| Vibrio 
strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3564292 3564224 30 98 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

3565772 3565704 30 98 gi|219846532|ref|NR_026124.1| Vibrio natriegens 

16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3567278 3567210 30 98 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
osomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3568784 3568716 30 98 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 

16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

3687318 3687233 13 98 gi|219846446|ref|NR_026037.1| Mycoplasma yeatsii 
bosomal RNA, partial sequence 3686364 3687830 Mycoplasma yeatsii Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

3688835 3688750 13 98 gi|219846445|ref|NR_026036.1| Mycoplasma cottewii 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3775415 3775330 13 98 gi 


4058939 4058858 17 98 gi 
rain YIM 70010 16S ribosomal RNA, part 


itricoccus. 

4119375 4119290 13 98 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
4145550 4145465 13 98 gi 
ain LD-1B 16S ribosomal RNA, partial s 
teria; Tenericutes; Mollicutes; Entomo 
4164088 4164003 13 98 gi 


gi 


ribosomal RNA, partial sequence 


in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
465556 Bacteria_16S 


cteria; Actinobacteria; Actinobacterid 


4118405 41 
Entomoplasmat 


3687881 36893 


219846380 
uence 

smataceae; 
219846181 
ial seq 
ae; Act 
219846138 
199 
aceae; 
219846117 
equence 
plasmat 
219846105 


6S ribosomal RNA, partial sequence 4163118 41646 

icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4174769 4174684 13 98 gi| 219846097 |ref|NR_025687.1 

in GRUA-1 16S ribosomal RNA, partial sequence 4173799 417528 

eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmata 
4180922 4180837 13 98 gi|219846092|ref|NR_025682.1 

ribosomal RNA, partial sequence 4179947 41814 

icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
4185425 4185340 13 98 gi|219846086|ref|NR_025676.1 


4184459 41859 


uen 
ino 


M 


ale 


ref|NR_025971.1 

3774462 377592 
Mycoplasma. 
ref|NR_025771.1 
ce 4057969 405944 
mycetales; Micro 
ref|NR_025728.1 
lasma. 
ref|NR_025707.1 

4144567 414608 
s; Spiroplasmata 
ref|NR_025695.1 


esop 


49 Entomoplasma 


47 Mycoplasma cottewii Bacteria; 


Mycoplasma 
7 Mycoplasma 


Citricoccus 
8 Citricoccus 


coccineae; 


Mesoplasma syrphidae 


00 Mesoplasma syrphidae Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 

7 Mesoplasma 

ceae; Mesoplasma. 
Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Entomoplasma luminosum 


luminosum Bacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 
Lactobacillus perolens 


perolens Bacteria; 


Clostridium 
idium orbiscindens 


Clostridium 
Clostridium 
lostridium. 


Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
465556 Bacteria_16S 4200514 4200433 17 98 gi|219846075|ref|NR_025665.1 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
465556 Bacteria_16S 17475 17407 30 98 gi|265679052|ref|NR_029360.1 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

465556 Bacteria_16S 23647 23567 18 98 gi|265679048|ref|NR_029356.1 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostr 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
465556 Bacteria_16S 25226 25158 30 98 gi| 265679047 |ref|NR_029355.1 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
465556 Bacteria_16S 29758 29690 30 98 gi|265679044|ref|NR_029352.1 
amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 28769 30312 


Lactobacillus 
Lactobacillus 


amylolyticus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


465556 Bacteria_16S 34387 34307 18 98 gi| 265679041 |ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786 Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
465556 Bacteria_16S 49328 49248 18 98 gi| 265679031 |ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
465556 Bacteria_16S 61589 61521 30 98 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

465556 Bacteria_16S 66114 66034 18 98 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

465556 Bacteria_16S 70620 70540 18 98 gi|265679017|ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

465556 Bacteria_16S 78064 77996 30 98 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

465556 Bacteria_16S 80976 80908 30 98 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

465556 Bacteria_16S 87072 87004 30 98 gi| 265679005 |ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

465556 Bacteria_16S 100834 100766 30 98 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

465556 Bacteria_16S 109921 109841 18 98 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 


G33 16S ribosomal 
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465556 Bacteria_16S 160336 160256 18 98 gi| 265678956 |ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

465556 Bacteria_16S 181534 181454 18 98 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 199975 199895 18 98 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

465556 Bacteria_16S 209307 209239 30 98 gi| 265678923 |ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 212425 212345 18 98 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


465556 Bacteria_16S 
strain 40 16S rib 


223141 223073 30 


98 


osomal RNA, partial sequence 


gi 
22 


265678914 
2148 22363 


ref|NR_029222.1 


Vibrio campbellii 


1 Vibrio campbellii Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

465556 Bacteria_16S 232110 232042 30 98 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

465556 Bacteria_16S 244703 244623 18 98 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

465556 Bacteria_16S 258192 258124 30 98 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
465556 Bacteria_16S 270132 270052 18 98 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 


Thermoanaerobacterium polysaccharolyticum Bacteria; 


Firmicutes; 


Clostridia; 


Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
465556 Bacteria_16S 276238 276158 18 98 gi|265678876|ref|NR_029182.1| Helicobacter bilis 
strain Hbl 16S ribosomal RNA, partial sequence 275297 276761 Helicobacter bilis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

465556 Bacteria_16S 280742 280662 18 98 gi|265678873|ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

465556 Bacteria_16S 283800 283732 30 98 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

465556 Bacteria_16S 285344 285276 30 98 gi|265678870|ref|NR_029176.1| Desulfobulbus 
rhabdoformis strain M16 16S ribosomal RNA, partial sequence 284384 285824 Desulfobulbus rhabdoformis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfobulbus. 
465556 Bacteria_16S 309686 309618 30 98 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

465556 Bacteria_16S 314258 314190 30 98 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 321678 321610 30 98 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 332638 332570 30 98 gi| 265678839 |ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

465556 Bacteria_16S 343340 343260 18 98 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

465556 Bacteria_16S 346448 346380 30 98 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
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cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 


465556 Bacteria_ 
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465556 Bacteria_16S 
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465556 Bacteria_16S 
halotolerans stra 


16S 403745 403665 18 98 gi| 265678786 |ref|NR_029091.1| Streptomyces 
YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
16S 414720 414652 30 98 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
420759 420679 18 98 gi|265678774|ref|NR_029079.1| Brevibacterium 
KM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
428550 428470 18 98 gi|265678769|ref|NR_029074.1| Corynebacterium 
in YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 


halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

465556 Bacteria_16S 442481 442401 17 97 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

465556 Bacteria_16S 445517 445449 30 98 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

465556 Bacteria_16S 454808 454740 30 98 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

465556 Bacteria_16S 456370 456302 30 98 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

465556 Bacteria_16S 457869 457801 30 98 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

465556 Bacteria_16S 459321 459253 30 98 gi| 265678745 |ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

465556 Bacteria_16S 466855 466775 18 98 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

465556 Bacteria_16S 471418 471350 30 98 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

465556 Bacteria_16S 474572 474504 30 98 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

465556 Bacteria_16S 476109 476041 30 98 gi|265678734|ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

465556 Bacteria_16S 488346 488278 30 98 gi|265678726|ref|NR_029031.1| Marinomonas 
ushuaiensis strain U1 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

465556 Bacteria_16S 489906 489826 18 98 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 


strain QH3A7 16S 


halichoeri strain 
halichoeri Bacter 


465556 Bacteria_16S 


coryniformis subs 


ribosomal RNA, complete sequence 


488917 49045 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


ococcineae; Jonesiaceae; J 
497577 497509 30 98 gi|265678720|ref|NR_029025.1 
M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus 
508417 508349 30 98 gi|265678713|ref|NR_029018.1 

p. torquens strain 30 16S ribosomal RNA, complete sequence 


1 Jonesia quinghaiensis Bacteria; 
onesia. 


Streptococcus 
Streptococcus 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


465556 Bacteria_16S 


strain Tf 16S rib 
Firmicutes; Bacil 


465556 Bacteria_16S 


devriesei strain 
devriesei Bacteri 


465556 Bacteria_16S 
marinisedimentorum strain DSM 15388 16S ribosomal RNA, partial sequence 


Lactobacillus. 


511375 511307 30 98 gi| 265678711 |ref 
osomal RNA, partial sequence 510382 51190 
lales; Bacillaceae; Geobacillus. 

512921 512853 30 98 gi|265678710|ref 
CCUG 47156 16S ribosomal RNA, partial sequence 5 
a; Firmicutes; Lactobacillales; Streptococcaceae; St 

515824 515756 30 98 gi| 265678708 |ref 


11957 513395 


NR_029016.1 


NR_029015.1 


reptococcus. 


NR_029013.1 
514864 


marinisedimentorum Bacteria; Proteobacteria; Gammaproteobacteria; Reinekea. 


Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Streptococcus 
Streptococcus 


Reinekea 
516365 Reinekea 


465556 Bacteria_16S 
contaminans strain R-16222 16S ribosomal RNA, partial s 
contaminans Bacteria; Firmicutes; Bacillales; 
465556 Bacteria_16S 


strain IDA1967 16S ribosomal RNA, partial sequence 


526590 526522 30 


532646 532578 30 


98 


Bacillace 


98 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 


465556 Bacteria_16S 
variabile strain BI 114 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; 
465556 Bacteria_16S 
strain TMAO3 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; 
465556 Bacteria_16S 

versmoldensis strain KU-3 16S ribosomal RNA, partial se 


540307 540239 30 


549495 549415 18 


551093 551025 30 


98 


98 


Clostridiales; Veillonellaceae; 


98 


gi|265678701|ref|NR_029006.1 
equence 
ae; Anoxybacillus. 
gi| 265678697 |ref|NR_029002.1 
531745 533182 Bacillus drentensis Bacteria; 


gi| 265678692 |ref|NR_028997.1 
ence 539384 540811 Subdoligranulum variabile 
Ruminococcaceae; Subdoligranulum. 

gi| 265678686 |ref|NR_028991.1 

548509 550044 Sporomusa aerivorans Bacteria; 
Sporomusa. 
gi| 265678685 |ref|NR_028990.1 
quence 


Anoxybacillus 


525601 527141 Anoxybacillus 


Bacillus drentensis 


Subdoligranulum 


Sporomusa aerivorans 


Lactobacillus 


550095 551652 Lactobacillus 


versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


465556 Bacteria_16S 
aquilae strain S-613 16S ribosomal RNA, partial sequence 


552615 552535 18 


98 


gi|265678684|ref|NR_028989.1 
551703 553077 Corynebacterium aquilae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


465556 Bacteria_16S 


555611 555543 30 


98 


gi| 265678682 |ref|NR_028987.1 


Corynebacterium 


Corynebacterineae; Corynebacteriaceae; 


Pseudomonas trivialis 


strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
465556 Bacteria_16S 


557153 557085 30 


98 


seudomonadaceae; Pseudomonas. 
gi| 265678681 |ref|NR_028986.1 


Pseudomonas poae 


strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
465556 Bacteria_16S 


558697 558629 30 


98 


seudomonadaceae; Pseudomonas. 
gi|265678680|ref|NR_028985.1 


Pseudomonas congelans 


strain P 538/23 16S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
465556 Bacteria_16S 
tuberculostearicum strain Medalle X 16S ribosomal RNA, 
tuberculostearicum Bacteria; Actinobacteria; Actinobact 


573857 573777 18 


Corynebacteriaceae; Corynebacterium. 


465556 Bacteria_16S 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Act 


579751 579671 18 


Corynebacteriaceae; Corynebacterium. 


465556 Bacteria_16S 


590306 590226 18 


98 


98 


98 


strain 3WC2 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
465556 Bacteria_16S 


597812 597744 30 


98 


strain BCH 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 
465556 Bacteria_16S gi| 265678653 |ref|NR_028958.1 
strain B22P3 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria_16S 
cangkringensis strain D13P3 16S ribosomal RNA, partial 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 


Streptomycetaceae; 


465556 Bacteria_16S 
impatiens strain EL-105 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 


Saccharospirillum. 


465556 Bacteria_16S 


599208 599128 18 


600738 600658 18 


605353 605285 30 


606901 606833 30 


98 


98 


98 


98 


gi|265678666|ref|NR_028971.1 
sequence 
inomycetales; 


gi| 265678659 |ref|NR_028964.1 


seudomonadaceae; Pseudomonas. 
gi|265678670|ref|NR_028975.1 
partial sequence 
eridae; Actinomycetales; Corynebacterineae; 


Corynebacterium 
572888 


Corynebacterium 
578821 580286 Corynebacterium 
Corynebacterineae; 


Clostridium colicanis 


589361 590795 Clostridium colicanis Bacteria; 


Clostridium. 
gi|265678654|ref|NR_028959.1 


Thiobaca trueperi 


596871 598240 Thiobaca trueperi Bacteria; 


Streptomyces javensis 


598291 599761 Streptomyces javensis Bacteria; 


gi| 265678648 |ref|NR_028953.1 
ence 604420 605869 Saccharospirillum impatiens 
irillales; Saccharospirillaceae; 


gi| 265678647 |ref|NR_028952.1 


picturae strain R-5321 16S ribosomal RNA, partial sequence 


Bacteria; Firmicutes; 
465556 Bacteria_16S 
appendicis strain IMMIB R-3491 16S ribosomal RNA, parti 
appendicis Bacteria; Actinobacteria; Actinobacteridae; 


608420 608340 18 


Streptomycineae; Streptomycetaceae; 
gi| 265678652 |ref|NR_028957.1 
sequence 


Streptomyces. 
el Streptomyces 
599812 601293 Streptomyces 
Streptomycineae; 


Saccharospirillum 


Oceanobacillus 


605920 607435 Oceanobacillus picturae 


Bacillales; Bacillaceae; Oceanobacillus. 
98 gi|265678646|ref|NR_028951.1| Corynebacterium 
al sequence 607486 608955 Corynebacterium 


Corynebacteriaceae; Corynebacterium. 


465556 Bacteria_16S 
psychrophilum strain CMS 530r 16S ribosomal RNA, partia 


609971 609903 30 


psychrophilum Bacteria; Firmicutes; Bacillales; 


465556 Bacteria_16S 
mindensis strain TMW 1.80 16S ribosomal RNA, 
Firmicutes; 


mindensis Bacteria; 


611518 611450 30 


623622 623542 18 


Lactobacillales; 


Actinomycetales; Corynebacterineae; 


574399 Corynebacterium 


465556 Bacteria_16S 
aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 
465556 Bacteria_16S 


Fusobacteria; 


Fusobacteriales; 


n IMMIB D-1488 16S ribosomal RNA, partial sequen 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneba 
e; Corynebacterium. 

626726 626658 30 98 
strain GraTa 2 16S ribosomal RNA, partial sequence 


Fusobacteriaceae; 


Ilyobacter. 


98 gi|265678645|ref|NR_028950.1| Planomicrobium 
1 sequence 609006 610485 Planomicrobium 
Planococcaceae; Planomicrobium. 
98 gi|265678644|ref|NR_028949.1| Lactobacillus 
complete sequence 610536 612079 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
98 gi|265678636|ref|NR_028941.1| Corynebacterium 
ce 622694 624168 Corynebacterium 
cterineae; 
gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 


625776 627290 Ilyobacter tartaricus Bacteria; 


465556 Bacteria_16S 634342 634274 30 98 gi|265678628|ref|NR_028933.1| Fusobacterium equinum 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

465556 Bacteria_16S 640498 640430 30 98 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
strain 520-20 16S ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

465556 Bacteria_16S 642051 641971 18 98 gi|265678623|ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

465556 Bacteria_16S 648281 648201 18 98 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

465556 Bacteria_16S 657061 656981 18 98 gi|265678612|ref|NR_028917.1| Streptomyces 
melanosporofaciens strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

465556 Bacteria_16S 666235 666167 30 98 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

465556 Bacteria_16S 672267 672199 30 98 gi|265678601|ref|NR_028906.1| Pseudomonas 
frederiksbergensis strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
frederiksbergensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

465556 Bacteria_16S 675270 675190 18 98 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
465556 Bacteria_16S 685763 685695 30 98 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
465556 Bacteria_16S 687329 687261 30 98 gi| 265678591 |ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
465556 Bacteria_16S 699537 699470 30 98 gi| 265678583 |ref|NR_028888.1| Thiocystis violascens 
strain 6111 16S ribosomal RNA, partial sequence 698584 699934 Thiocystis violascens Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

465556 Bacteria_16S 719023 718955 30 98 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

465556 Bacteria_16S 731277 731209 30 98 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

465556 Bacteria_16S 735809 735729 18 98 gi|265678558|ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

465556 Bacteria_16S 762246 762178 30 98 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

465556 Bacteria_16S 765387 765307 18 98 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 

465556 Bacteria_16S 768358 768290 30 98 gi|265678534|ref|NR_028838.1| Devosia neptuniae 
strain J1 16S ribosomal RNA, partial sequence 767437 768914 Devosia neptuniae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 

465556 Bacteria_16S 776175 776107 30 98 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

465556 Bacteria_16S 779266 779198 30 98 gi| 265678526 |ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
465556 Bacteria_16S 785386 785318 30 98 gi| 265678522 |ref|NR_028826.1| Pseudomonas 
mediterranea strain CFBP 5447 16S ribosomal RNA, partial sequence 784432 785869 Pseudomonas 
mediterranea Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

465556 Bacteria_16S 805312 805232 18 98 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 


strain AIP313.00 
Firmicutes; Clost 


465556 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


465556 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


ridia; Clostridiales; Veillonellaceae; 
828210 828142 30 98 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 


16S ribosomal RNA, partial sequence 804384 80579 


Anaeroglo 
265678494 
e 82720 
Selenomon 


829786 829718 30 98 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 


265678493 


1 Anaeroglobus 
bus. 
ref |NR_028797.1 
9 828732 Seleno 
as. 
ref 


NR_028796.1 


geminatus Bacteria; 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 


828783 830273 Selenomonas noxia Bacteria; 


Selenomon 


as. 


465556 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


465556 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


465556 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


465556 Bacteria_16S 


trevisanii strain 
trevisanii Bacter 


ia; 


465556 Bacteria_16S 


scopiformis strai 
Bacteria; Actinob 
Streptomyces. 


465556 Bacteria_16S 


marinus subsp. pa 


Prochlorococcacea 


e; 


465556 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


465556 Bacteria_16S 


strain VKM Ac-180 


465556 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


465556 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


465556 Bacteria_16S 


salivarius strain 
salivarius Bacter 


ia; 


465556 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


465556 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


465556 Bacteria_16S 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 


pseudoavium Bacte 


465556 Bacteria_16S 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 


geysericola Bacte 


465556 Bacteria_16S 


strain SK3 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 


465556 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


ia; 


465556 Bacteria_16S 


strain NS51 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 


465556 Bacteria_16S 


satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
ria; 


satsumensis Bacte 


465556 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


465556 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; 


465556 Bacteria_16S 


strain YLM-32 16S 


465556 Bacteria_16S 


strain NAF001 16S ribosomal RNA, partial sequence 
Bacillales; 


Firmicutes; 


tes; 


eria; 


'WeeTee' 


bacillales; 


16S ribosomal RNA, 
ammaproteobacteria; Pseudomonadales; P 


ria; 


ria; 


832876 832808 30 


Lactobacillales; 
853816 853748 30 


Proteobacteria; 


867706 867638 30 


869275 869207 30 


Fusobacteria; 
876580 876500 18 


879522 879454 30 


885679 885599 18 


887213 887133 18 


897853 897785 30 


916434 916366 30 


Lactobacillales; 
933435 933367 30 


HO 66 16S ribosomal RNA, 
Lactobacillales; 


Firmicutes; 
958240 958172 30 


Firmicutes; 
961296 961228 30 
962872 962804 30 


Firmicutes; 
978084 978004 18 


Chloroflexi; 
1020973 1020905 30 
1022526 1022458 30 
Firmicutes; 
1024097 1024029 30 
1033164 1033096 30 


Firmicutes; 
1065215 1065147 30 


Proteobacteria; 
1066669 1066601 30 


1076943 1076863 18 


1081445 1081377 30 


Bacillaceae; 


98 


n 330 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


98 


98 


98 


1999 16S ribosomal RNA, part 
Fusobacteriales; 


98 


n A25 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


98 


storis strain PCC 9511 16S ribosomal R 
Prochlorococcus marinus subsp. pastoris Bacteria; 
Prochlorococcus. 


98 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


98 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ribosomal RNA, partial sequence 
Enterococcaceae; 
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98 gi|265678446|ref 
896853 89837 
Enterococcus. 
98 gi|265678434|ref 


s strain $1812 16S ribosomal RNA, part 
s Bacteria; 


Lactobacillales; 


complete sequence 
Streptococcaceae; 


ATCC 33400 16S ribosomal RNA, 
Lactobacillales; 


complete sequence 
Streptococcaceae; 
Lactobacillales; 


in KMM 3633 16S ribosomal RNA, partial 
eria; 


98 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


98 


Bacillus. 


gi|265678491 


gi|265678477 


in Mb1Pa 16S ribosomal RNA, partial sequence 
Deltaproteobacte 


ria; 


gi| 265678467 


16S ribosomal RNA, partial sequence 866725 86827 
ammaproteobacteria; Xanthomonadales; X 


gi| 265678466 
Fus 
gi|265678461 
nce 

ales; 


gi| 265678459 


265678454 


gi 


265678453 
88624 


gi 


n 1877 16S ribosomal RNA, partial sequence 91544 
tes; 


6S ribosomal RNA, partial sequence 1065751 10671 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


gi| 265678325 
1075986 10774 


gi|265678322 


83188 
Enterococ 


Desul 


ial sequen 
obacteriac 


87568 
Stre 


NA, partia 
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Micrococ 


ref 


cus. 
ref 


ref 


ref 


eae; 
ref 


ref 


ref 


ref 


Streptococcaceae; Streptococcus; Streptoco 

98 gi| 265678423 |ref|NR_028725.1 

complete sequence 932436 934005 

Lactobacillaceae; Lactobacillus 

98 gi|265678406|ref|NR_028708.1 

ial sequence 957258 958773 

Bacillales; Bacillaceae; Geobacillus. 

98 gi|265678404|ref|NR_028706.1 

complete sequence 960323 961843 Pseudo: 

seudomonadaceae; Pseudomon 

98 gi| 265678403 |ref|NR_028705.1 

961894 963406 

Enterococcaceae; Enterococcus. 

98 gi| 265678392 |ref|NR_028694.1 

977181 978580 

Herpetosiphonales; Herpetosiphonaceae; Herpeto 

98 gi|265678364|ref|NR_028666.1 

1019984 1021495 Streptococcus 
Streptococcus. 

98 gi|265678363|ref|NR_028665.1 

complete sequence 1021546 102306 

Streptococcaceae; Streptococcus 

98 gi|265678362|ref|NR_028664.1 

1023111 1024630 Streptococcus 
Streptococcus. 

98 gi|265678356|ref|NR_028658.1 

sequence 1032165 103372 

Lactobacillaceae; Lactobacillu 

98 gi|265678334|ref|NR_028636.1 

sequence 1064282 106570 

Gammaproteobacteria; Oceanospirillales; Ma 

98 gi| 265678333 |ref|NR_028635.1 


Rhe 
ref 


Ra 


6 833394 Enter 


852834 85435 
fobacterales; 


ce 868327 86978 


ptomycineae; 


1 sequence 
Cyanobacteria; Prochlorales; 


1 886196 Rathay 


7 887732 Agrei 


6 Enterococcus 


5 916988 Strept 


52 Rheinheimera 


NR_028794.1 


NR_028780.1 
7 
NR_028770.1 
Xanthomon 
NR_028769.1 
7 

Leptotrichi 
NR_028764.1 
st 


NR_028762.1 


NR_028756.1 
cineae; Mic 
NR_028755.1 
a 


crobacteriac 
NR_028748.1 


NR_028736.1 


inheimera. 
NR_028627.1 


robacteracea 


ref 


De 


Enterococcus 


ococcus moraviensis 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 
anthomonadaceae; 


as. 
Leptotrichia 
Leptotrichia 

a. 
Streptomyces 


6 877087 Streptomyces scopiformis 
reptomycetaceae; 


Prochlorococcus 
878614 880078 


Rathayibacter caricis 
ibacter caricis 


robacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Enterococcus avium 


avium Bacteria; 


Streptococcus 
ococcus intermedius 
ccus anginosus group. 
Lactobacillus 
Lactobacillus 


Geobacillus 
Geobacillus 


Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Enterococcus 
Enterococcus 


Herpetosiphon 
Herpetosiphon 

siphon. 

Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 

0 Streptococcus 
Streptococcus mitis 

mitis Bacteria; 


Lactobacillus 

0 Lactobacillus 

Ss. 

Marinomonas 

0 Marinomonas 
rinomonas. 
Rheinheimera pacifica 


pacifica Bacteria; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 
ococcineae; 


e; Rarobacter. 


NR_028624.1 


Bacillus funiculus 


1080469 1081998 Bacillus funiculus Bacteria; 


465556 Bacteria_16S 1082972 1082904 30 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillaceae; 


Firmicutes; Lactobacillales; 
465556 Bacteria_16S 1089080 1089012 30 


psychrophila strain E-3 16S ribosomal RNA, partial sequence 10881 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


Bacteria; 
465556 Bacteria_16S 
strain M 6 A9 16S 
Firmicutes; Lactobacillales; 
465556 Bacteria_16S 1102558 1102478 18 
strain 14 16S ribosomal 


1092167 1092099 30 


465556 Bacteria_16S 1110213 1110133 18 


aerofaciens strain JCM 10188 16S ribosomal RNA, partial 
Coriobacteridae; 


aerofaciens Bacteria; Actinobacteria; 
Coriobacteriaceae; Collinsella. 
465556 Bacteria_16S 1117837 1117769 30 
strain I-273 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 
465556 Bacteria_16S 
wolinii strain DB 16S ribosomal 
Bacteria; Proteobacteria; 
Syntrophobacter. 
465556 Bacteria_16S 
pametensis strain 
pametensis Bacteria; 
Helicobacter. 
465556 Bacteria_16S 
sanguinis strain 
Bacteria; Actinobacteria; 
Brevibacterium. 
465556 Bacteria_16S 
sphenisci strain 
sphenisci Bacteria; 
Corynebacteriaceae; 
465556 Bacteria_16S 
iheyensis HTE831 
Bacteria; Firmicutes; Bacillales; 
465556 Bacteria_16S 1164725 1164645 18 
DSM 20544 16S ribosomal 
Bacteria; Firmicutes; 
465556 Bacteria_16S 


1126877 1126797 18 


1128384 1128304 18 


1132926 1132846 18 


1134408 1134328 18 


Corynebacterium. 
1155577 1155509 30 


Clostridia; 
1182903 1182835 30 


stercorihominis DSM 17244 16S ribosomal RNA, partial sequence 
Firmicutes; 


stercorihominis DSM 17244 Bacteria; 
465556 Bacteria_16S 1184395 1184327 30 


colihominis DSM 17241 16S ribosomal RNA, partial sequence 
Clostridiales; 


17241 Bacteria; Firmicutes; 
465556 Bacteria_16S 


Clostridia; 
1207145 1207077 30 


mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; 


465556 Bacteria_16S 1225135 1225067 30 


gallinaceus strain CCUG 42692 16S ribosomal RNA, partial 
Lactobacillales; 


gallinaceus Bacteria; 
465556 Bacteria_16S 
strain R-4079 16S 


Firmicutes; 
1228183 1228115 30 


465556 Bacteria_16S 1229719 1229651 30 


strain R-4069 16S 


465556 Bacteria_16S 1255311 1255243 30 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


partial sequence 
Streptococcaceae; 


Bacillaceae; 


RNA, partial sequence 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


98 gi 


98 gi 


98 gi 


10 


98 gi 


11 


98 gi 


98 gi 


11 


98 gi 


RNA, partial sequence 
Deltaproteobacteria; 


98 gi 


B9A Seymour 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


98 gi 


CF63 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


98 gi 


CECT 5990 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycet 


98 gi 


16S ribosomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 


98 gi 


1163739 11652 
Clostridiales; Veillonellaceae; 


98 gi 


98 gi 
98 gi 
98 gi 
98 gi 
98 gi 


98 gi 


limnophilus strain DSM 6472 16S ribosomal RNA, partial 


limnophilus Bacteria; 
465556 Bacteria_16S 
efficiens YS-314 


Firmicutes; 
1256841 1256761 18 


Corynebacterium. 
465556 Bacteria_16S 
radiopugnans ATCC 
19172 Bacteria; Deinococcus-Thermus; 
465556 Bacteria_16S 1271968 1271900 30 
2077 16S ribosomal RNA partial sequence 


1259811 1259743 30 


Bacillales; 


Deinococci; 


Paenibacillaceae; Brevibacillus. 


98 gi 


16S ribosomal RNA, partial sequence 1255896 12573 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


98 gi 


98 gi 


Lactobacillus. 


Lactobacillus. 


Streptococcus. 


Syntrophobacterale 


Clostridia; 


1227244 12287 


1228770 12302 


265678321 


265678317 


265678315 
91188 10926 


265678308 
01592 11031 


265678302 


sequence 
Coriobacte 


265678297 
16890 11182 


253680772 
11259 
253680771 
Campy 
253680768 
11319 
Micr 


253680767 


253680753 


228720667 


228717350 


Clost 
228717037 
11834 
Ruminococc 
228715354 
12061 


219878314 
sequence 


Streptococcaceae; 


219878281 


219878280 


219857194 


sequence 


219857144 


219846811 


19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinoc 
Deinococcales; Deinococcaceae; D 


Erysipelotrichac 


ref |NR_028623.1 
61 Lactobacillus 
ref|NR_028619.1 
seudomonadaceae; 
ref |NR_028617.1 
88 Lactobacillus 


ref|NR_028610.1 


ref |NR_028604.1 
1109258 111072 
riales; 


ref|NR_028598.1 
82 Streptococcus 
ref|NR_028020.1 


ref|NR_028019.1 
1127427 112890 


ref|NR_028016.1 


ococcineae; 


ref |NR_028015.1 
133500 113488 


ales; 


R 


ref|NR_028001.1 


ref|NR_027596.1 
Mitsuokella. 
ref|NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027526.1 
79 1207663 Cateni 


R 


ref|NR_025453.1 

1224170 122567 
Streptococcu 
ref |NR_025420.1 
Cellvibri 
ref|NR_025419.1 
Cellvibri 
ref|NR_024822.1 

1254345 125584 


ref|NR_024772.1 


ref|NR_026403.1 


219846399 


Lactobacillus equi 
equi Bacteria; 


Pseudomonas 


07 1089634 Pseudomonas psychrophila 


Pseudomonas. 
Lactobacillus algidus 
algidus Bacteria; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
; Microbacteriaceae; 


Agromyces. 
Collinsella 
0 Collinsella 


Coriobacterineae; 


Streptococcus pyogenes 
pyogenes Bacteria; 


Syntrophobacter 


86 1127376 Syntrophobacter wolinii 
s; Syntrophobacteraceae; 


Helicobacter 
7 Helicobacter 


lobacterales; Helicobacteraceae; 


Brevibacterium 


55 1133449 Brevibacterium sanguinis 
Brevibacteriaceae; 


Corynebacterium 
1 Corynebacterium 


Corynebacterineae; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Anaerofustis 

4 Anaerofustis 
eriaceae; Anaerofustis. 
Anaerotruncus 

truncus colihominis DSM 
ncus. 

Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Streptococcus 

1 Streptococcus 

s. 

Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


oO. 
Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 


oO. 
Brevibacillus 
5 Brevibacillus 


Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacterineae; C 


orynebacteriaceae; 


Deinococcus 
occus radiopugnans ATCC 
einococcus. 


ref|NR_025990.1 


Desulfonema magnum DSM 


1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 


465556 Bacteria_16S 
hydrocarbonoclast 
hydrocarbonoclast 


Marinobacter. 


465556 Bacteria_16S 


strain NCIMB 7030 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


465556 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


465556 Bacteria_16S 
subsp. ureaphilum strain 


facile subsp. ure 
Hyphomicrobium. 


465556 Bacteria_16S 


pv. juglandis str 
pv. juglandis Bac 
Xanthomonas. 


465556 Bacteria_16S 


subtilis s 
subtilis B 


subsp. 
subsp. 


465556 Bacteria_16S 


dysgalactiae subs 


1292867 1292799 30 98 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


1298874 1298794 18 98 gi 
55 16S ribosomal RNA, partial sequence 


1308010 1307930 18 98 gi 
ubsp. thermoviolaceus strain DSM 40443 
Actinomycetales; Streptomycineae; Str 
1309491 1309423 30 98 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


1310964 1310896 30 98 gi 
IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 
1312503 1312435 30 98 gi 
747 16S ribosomal RNA, partial 
roteobacteria; Gammaproteobact 


ain LMG 


teria; P 


1315633 1315565 30 98 gi 
train DSM 10 16S ribosomal RNA, partia 
acteria; Firmicutes; Bacillales; Bacil 
1323370 1323302 30 98 gi 
p- dysgalactiae strain ATCC 43078 16S 


228716433 
tial seque 
oteobacter 


219846893 
12979 
ococcineae 
228721493 
16S r 
reptomyces thermoviolaceus subsp. thermoviol 
eptomy 
228721488 
rtial 

roteob 


228721487 
parti 
aprote 


228721465 
sequence 
eria; 


228716557 
1 sequence 
laceae; 
228715345 
ribosomal 


ref 
nce 
ia; 
ref 
, Br 
ref 


omal 
s Ba 


ibos 
aceu 
ceta 

ref 
ence 
ria; 


sequ 
acte 


ref 
eque 
teri 


als 
obac 


ref 


Xanthomo 


ref 


Bacill 
ref 


RNA, 


19 1299312 Brevi 


ceae; 


1311542 131304 


1314657 131617 


NR_027551.1 
129190 
Alteromonada 


NR_026485.1 
b 
evibacteriac 
NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 
NR_027611.1 

130859 
Rhizobiale 


NR_027610.1 
nce 131006 
a; Rhizobia 


NR_027606.1 


nadales; Xan 


NR_027552.1 


us. 
NR_027517.1 
partial seq 


s: 


Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 

Streptomyces 
1 sequence 
nobacteria; 
es. 

Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
Hyphomicrobiaceae; 


1307063 


v 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Xanthomonas arboricola 
3 Xanthomonas arboricola 
thomonadaceae; 


Bacillus subtilis 
3 Bacillus subtilis 


Streptococcus 
uence 1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


465556 Bacteria_16S 


subsp. carnosus s 
sakei subsp. carn 


465556 Bacteria_16S 


fumaroxidans stra 
fumaroxidans MPOB 
Syntrophobacterac 


465556 Bacteria_16S 


DSM 10542 16S rib 
Bacteria; Actinob 
Sanguibacter. 


465556 Bacteria_16S 


HTCC2155 strain H 
HTCC2155 Bacteria 


465556 Bacteria_16S 


turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 


465556 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


465556 Bacteria_16S 


cynodontis JCM 97 
cynodontis Bacter 


Microbacteriaceae; 
465556 Bacteria_16S 


pseudopneumoniae 
pseudopneumoniae 


465556 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


465556 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


465556 Bacteria_16S 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


Streptococcus. 


acteria; Actinobacteridae; Actinomycet 


1371996 1371916 18 98 gi 


; Lentisphaerae; Lentisphaerales; Lent 


1378114 1378046 30 98 gi 
7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


ce 


1391458 1391390 30 98 gi 
503 16S ribosomal RNA, partial sequenc 
; Proteobacteria; Alphaproteobacteria; 
1402059 1401979 18 98 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 

Leifsonia. 

1410982 1410914 30 98 gi 
strain 108 16S ribosomal RNA, partial 

Bacteria; Firmicutes; Lactobacillales; 
1415504 1415436 30 98 gi 


e 


, 


v 


al 
e; 


ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


v 


465556 Bacteria_16S 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


1427823 1427743 18 98 


gi 


Streptomyces. 


v 


nadal 


Parvu 
228715351 


ales; 


228718145 
TCC2155 16S ribosomal RNA, partial sequence 
ispha 
228717562 


e 


1 
e 


228716336 


1 


1 


Actinomyce 


224581432 
sequen 
Strep 
224581448 
6S ribosomal RNA, partial sequence 14145521 


seq 
Act 


1327983 1327915 30 98 gi|219846129|ref|NR_025719.1 
train CCUG 34545 16S ribosomal RNA, partial sequence 132699 
osus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; La 

1347899 1347819 18 98 gi|228720860|ref|NR_027598.1 
in MPOB 16S ribosomal RNA, partial sequence 1346912 134839 

Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobactera 
eae; Syntrophobacter. 

1349414 1349334 18 98 gi|228720600|ref|NR_027595.1 
osomal RNA, partial sequence 1348448 1349942 Sanguibacter 


Micrococ 


ref 
raceae; 
ref 


3771 
s; Alter 


ref 
3905 
larculal 
ref 

4011 


tale 


ref 
ce 
tococcac 
ref 


4160 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
1420084 1420016 30 98 gi|224581445|ref|NR_027227.1 
ribosomal RNA, partial sequence 1419106 14206 
lales; Bacillaceae; Bacillus. 
1426258 1426178 18 98 gi|224581441|ref|NR_027223.1 


uenc 
inomycet 


224581440 


ref 


1371035 13725 
Lentisphaer 


67 1378635 Teredi 
omonadales g 
41 1391995 Parvul 
es; 


11 1402554 Leifs 


1410019 14114 
eae; 


e 1425302 14268 
ales; 


cineae; Sang 
NR_027571.1 
1 
a 


NR_027564.1 


NR_027550.1 


Parvular 
NR_027523.1 
° 
s; Micrococc 
NR_027214.1 
8 
Strepto 
NR_027230.1 


1 
Strept 


NR_027222.1 


Lactobacillus sakei 
5 1328388 Lactobacillus 
ctobacillus. 

Syntrophobacter 
7 Syntrophobacter 
les; 


Sanguibacter keddieii 


keddieii DSM 10542 


uibacteraceae; 


Lentisphaera araneosa 
2 Lentisphaera araneosa 
Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Parvularcula 

arcula bermudensis 
culaceae; Parvularcula. 
Leifsonia xyli subsp. 
nia xyli subsp. 

ineae; 


Streptococcus 

6 Streptococcus 

coccus. 

Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 


1426862 1428376 Streptomyces 
Streptomycineae; 


465556 Bacteria_16S 1429399 1429331 30 98 gi|224581439|ref|NR_027221.1| Lysobacter 
antibioticus strain USAM 3C 16S ribosomal RNA, partial sequence 1428427 1429921 Lysobacter 
antibioticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Lysobacter. 
465556 Bacteria_16S 1441760 1441692 30 98 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
465556 Bacteria_16S 1450853 1450773 18 98 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
465556 Bacteria_16S 1458277 1458197 18 98 gi|224581414|ref|NR_027195.1| Arcanobacterium 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Arcanobacterium. 
465556 Bacteria_16S 1461267 1461187 18 98 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
465556 Bacteria_16S 1474859 1474779 18 98 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
465556 Bacteria_16S 1482631 1482563 30 98 gi|219878151|ref|NR_025290.1| Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 16S ribosomal RNA, partial sequence 1481703 1483108 Fusobacterium 
nucleatum subsp. vincentii ATCC 49256 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; 
Fusobacterium. 
465556 Bacteria_16S 1488692 1488612 18 98 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
465556 Bacteria_16S 1497704 1497636 30 98 gi|219846665|ref|NR_026257.1| Halanaerobium 
saccharolyticum subsp. saccharolyticum strain DSM 6643 16S ribosomal RNA, complete sequence 1496733 
1498218 Halanaerobium saccharolyticum subsp. saccharolyticum Bacteria; Firmicutes; Clostridia; 
Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
465556 Bacteria_16S 1505162 1505082 18 98 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
465556 Bacteria_16S 1509668 1509600 30 98 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
465556 Bacteria_16S 1514116 1514048 30 98 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 
strain 34hsl1 16S ribosomal RNA, partial sequence 1513128 1514643 Bacillus odysseyi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
465556 Bacteria_16S 1517131 1517063 30 98 gi|219873435|ref|NR_025194.1| Desulfotignum 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 1517596 Desulfotignum 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfotignum. 
465556 Bacteria_16S 1524744 1524664 18 98 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
465556 Bacteria_16S 1526253 1526185 30 98 gi|219857499|ref|NR_025087.1| Lactobacillus jensenii 
strain ATCC 25258 16S ribosomal RNA, partial sequence 1525289 1526784 Lactobacillus jensenii 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
465556 Bacteria_16S 1539949 1539869 18 98 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
465556 Bacteria_16S 1555087 1555019 30 98 gi|219857209|ref|NR_024837.1| Anoxybacillus 
ayderensis strain AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxybacillus ayderensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
465556 Bacteria_16S 1562504 1562436 30 98 gi| 219846143 |ref|NR_025733.1| Anoxybacillus 
kestanbolensis strain K4 16S ribosomal RNA, partial sequence 1561538 1562913 Anoxybacillus 
kestanbolensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 
465556 Bacteria_16S 1565362 1565294 30 98 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
465556 Bacteria_16S 1566895 1566827 30 98 gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
strain LB37 16S ribosomal RNA, partial sequence 1565947 1567431 Leptotrichia shahii Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 
465556 Bacteria_16S 1568430 1568362 30 98 gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 


strain LB23 16S r 
Fusobacteria; Fus 


ibosomal RNA, partial sequence 


obacteriales; Fusobacteriaceae; Leptotri 


chia. 


1567482 1568967 Leptotrichia hofstadii Bacteria; 


465556 Bacteria_ 
strain MK27-91F2 


465556 Bacteria_ 
strain LMG 22166 
Firmicutes; 
465556 Bacteria_ 
strain LMG 22165 
Firmicutes; 
465556 Bacteria_ 


LMG 22167 16S rib 
Bacil 


Bacillales; 
465556 Bacteria_ 
strain LMG 21727 
Firmicutes; 
465556 Bacteria_ 
strain DSM 40258 


Streptomycineae; 


465556 Bacteria_1 


chrestomyceticus 
chrestomyceticus 


Streptomycetaceae 
465556 Bacteria _1 
sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 
465556 Bacteria 1 
picturae strain L 
picturae Bacteria 


Brevibacterium. 


465556 Bacteria_16S 
ruminatorw 
rumin 
465556 Bacteria_16S 


subsp. 
equi subsp. 


Bacil 


Bacil 


Lacto 


16S 1574475 1574395 18 98 gi 


16S 1583587 1583519 30 98 gi 


Viridibacillus. 
98 gi 


lales; 
16S 


Planococcaceae; 
1585142 1585074 30 


Viridibacillus. 
98 gi 


lales; 
16S 


Planococcaceae; 
1586697 1586629 30 
osomal RNA, partial sequence 


Stre 
6S 1592882 1592802 18 98 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; 
Streptomycetaceae; Streptomyces. 
6S 1594428 1594348 18 98 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 
6S 1595975 1595895 18 98 gi 
in DSM 43032 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
6S 1603733 1603653 18 98 gi 
MG 22061 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


’ 


’ 


v 


1609777 1609709 30 98 gi 
m strain CECT 5772 16S ribosomal RNA, 
atorum Bacteria; Firmicutes; Lactobaci 
1626324 1626244 18 98 gi 


do 


pt 


Ac 


rt 
id 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 


219878487 
1585730 15872 


16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria _1 
subsp. paromomyci 
rimosus subsp. pa 


219878482 
ial sequ 
Acti 


ae; 


219878481 
sequence 
Actinomy 


219878475 
qu 
ti 


ence 


219878470 
pa 
11 
219878459 


rtial 
ales; 


nocardin 
219878489 
16S ribosomal RNA, partial sequence 1582619 15841 


omycinea 
219878483 
partial 

tinobact 


nomyceta 


ref |NR_024687. 
eae; 


ref|NR_025628. 


ref|NR_025627. 


ref|NR_025626. 
33 Bacillus hum 


40 Streptomyces 
e; S 
ref 
sequ 
erid 


NR_025622. 
ence 


ref 
ence 
nomy 


NR_025621. 
cetales; 
ref|NR_025620. 
cetales; 
ref|NR_025614. 
les; 
ref 
quen 


reptococcaceae; 
ref|NR_025598. 


NR_025609. 
se ce 


st 


treptomycet 


15919 
ae; Actinomy 


15934 
st 


1595032 15965 
Strept 


1602772 16042 
Micrococci 


16088 


2 


i 


a 


3 


8 
r 


2 
fo} 


6 
n 


6 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
Actinosynn 


mataceae; Umezawaea. 
Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


laceae; Bacillus. 

16S 1588258 1588190 30 98 gi| 219878486 |ref|NR_025625.1| Enterococcus italicus 
16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
bacillales; Enterococcaceae; Enterococcus. 

16S 1589786 1589706 18 98 gi| 219878485 |ref|NR_025624.1| Streptomyces catenulae 


catenulae Bacteria; 


ceae; Streptomyces. 

Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Streptococcus equi 

3 1610272 Streptococcus 
Streptococcus. 
Arsenicicoccus 


bolidensis strain 
bolidensis Bacter 
Intrasporangiaceae; 
465556 Bacteria_16S 
maitriensis strai 


CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

Arsenicicoccus. 
1635515 1635447 30 


98 


s 
Ac 


equence 
tinomyce 


gi|219878453 


1625384 16268 
tales; Micrococ 


5 
c 


0 Arsenicicoccus 
ineae; 
Planococcus 


ref|NR_025592.1 


Bacteria; 


R-16300 16S ribos 


Firmicu 
465556 Bacteria_16S 


n Sl 16S ribosomal RNA, partial sequen 


ce 


16345 


30 1635961 Plano 


Cc 


occus maitriensis 


tes; Bacillales; Planococcaceae; Planococcus. 
1636977 1636909 30 98 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
omal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 


Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 1638468 1638400 30 98 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 1641480 1641412 30 98 gi|219878449|ref|NR_025588.1| Pseudomonas 
proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 
proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

465556 Bacteria_16S 1643042 1642974 30 98 gi|219878448|ref|NR_025587.1| Pseudomonas meridiana 
strain CMS 38 16S ribosomal RNA, partial sequence 1642082 1643592 Pseudomonas meridiana Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

465556 Bacteria_16S 1644603 1644535 30 98 gi| 219878447 |ref|NR_025586.1| Pseudomonas antarctica 
strain CMS 35 16S ribosomal RNA, partial sequence 1643643 1645153 Pseudomonas antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

465556 Bacteria_16S 1652153 1652085 30 98 gi| 219878441 |ref|NR_025580.1] Bacillus 
galactosidilyticus strain LMG 17892 16S ribosomal RNA, partial sequence 1651192 1652677 Bacillus 
galactosidilyticus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 1661394 1661326 30 98 gi|219878434|ref|NR_025573.1| Sporosarcina 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 1660434 1661916 Paenisporosarcina 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; Paenisporosarcina. 

465556 Bacteria_16S 1669065 1668985 18 98 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

465556 Bacteria_16S 1685711 1685643 30 98 gi|219878418|ref|NR_025557.1| Bacillus aeolius 


strain 4-1 16S ri 
Firmicutes; Bacil 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


1684753 1686155 Bacillus aeolius Bacteria; 


465556 Bacteria_ 


rifietoensis stra 
Firmicu 


Bacteria; 
465556 Bacteria_ 


ostraviensis stra 
ostraviensis Bact 


Cellvibrio. 
465556 Bacteria_ 
strain CFBP 2341 
Proteobacteria; 
465556 Bacteria_ 


strain TOl1 16S ri 
G 


Proteobacteria; 
465556 Bacteria_ 


karajensis strain 
Firmicu 


Bacteria; 
465556 Bacteria_ 


strain OSBAC1 16S 
G 


Proteobacteria; 
465556 Bacteria_ 


vaccimaxillae str 
vaccimaxillae Bac 


Actinomycetaceae; 
465556 Bacteria_ 


strain ATCC 19645 
Lacto 


Firmicutes; 
465556 Bacteria_ 


strain DSM 1672 1 
Clost 


Firmicutes; 
465556 Bacteria_ 


felinum strain CC 


felinum Bacteria; 


Corynebacteriacea 


465556 Bacteria_ 


strain ISP 5293 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 


465556 Bacteria_ 


roseoviolaceus st 
roseoviolaceus Ba 
Streptomycetaceae 


465556 Bacteria_ 


carmonensis strai 
carmonensis Bacte 
465556 Bacteria_16S 
necropolis strain 
necropolis Bacter 
465556 Bacteria_16S 
paurometabola str 
paurometabola Bac 
Cellulomonadaceae 
465556 Bacteria_16S 


strain DSM 46000 


Actinomycetales; 


465556 Bacteria_16S 


strain P 297/02 1 


strain P 229/10 1 


strain DSM 10404 
Bacteria; 


strain VenChi2 16 
Fusobacteria; Fus 


G 


Firmicu 
465556 Bacteria_16S 


16S 1690260 1690192 30 98 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
16S 1691799 1691731 30 98 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
16S 1694922 1694854 30 98 gi 
ammaproteobacteria; Pseudomonadales; P 
16S 1696466 1696398 30 98 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
16S 1702693 1702625 30 98 gi 
MA-2 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Halobaci 
16S 1708744 1708676 30 98 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
16S 1736093 1736013 18 98 gi 
ain R10176 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

16S 1745344 1745276 30 98 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
16S 1748343 1748263 18 98 gi 


ridia; Clostridiales; Veillonellaceae; 
16S 1771026 1770946 18 98 gi 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
16S 1772451 1772371 18 98 gi 
Stre 
16S 1773949 1773869 18 98 gi 
rain ISP 5277 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
; Streptomyces. 

16S 1790552 1790484 30 98 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1804323 1804255 30 98 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1805870 1805790 18 98 gi 
ain DSM 14281 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Oerskovia. 

1807408 1807328 18 


’ 


98 gi 


1808948 1808880 30 98 gi 
n CMS 260r 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Planococc 
1811989 1811909 18 98 gi 
flaccumfaciens strain LMG 3645 16S r 


Cur 
gi 


Micrococcineae; Microbacteriaceae; 
1819665 1819585 18 98 


1822723 1822643 18 98 gi 


1824292 1824224 30 
16S ribosomal RNA, complete sequence 
tes; Bacillales; Bacillaceae; Halobaci 


98 gi 


16S ribosomal RNA, partial sequence 1693968 169 


1695512 16970 


1707781 17092 


6S ribosomal RNA, partial sequence 1747351 17488 


6S ribosomal RNA, partial sequence 1771537 17729 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 
antarcticus strai 
antarcticus Bacte 
465556 Bacteria_16S 
flaccumfaciens pv. 

Curtobacterium flaccumfaciens pv. 


6S ribosomal RNA, partial sequence 1818718 18201 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 
6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


219878414 
nce 16892 
coccus. 
219878413 
1 sequence 
ria; Pseud 


ref 


ref 


219878411 
54 
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ref 


ref 
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ref 


Rhe 
ref 
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e; Actinomycet 
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17443 
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ref 
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219878357 |ref 
quence 
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219878355 |ref 
ptomycinea 
219878354 
al sequenc 
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e; S 
ref 


: myce 


219878342 
sequence 
ae; Virgib 
219878333 
sequence 
e; Virgiba 
219878332 
al sequenc 
e; Actinomycet 


ref 


acil 
ref 


cill 
ref 


219878331|ref 


; Ce 
ref 


ococcineae 
219878330 
sequence 

aceae; Pla 
219878328 
ibosomal R 


noco 
ref 
NA, 


tobacteriu 
219878323 


m. 
ref 
> Mi 
ref 


ococcineae 
219878321 
> Mi 
ref 


ococcineae 
219878320 
18233 
llus. 


1831848 1831780 30 98 gi 
S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 


86 1690816 Plano 


1690867 16923 
omon 


02 1703230 Halob 


61 Rheinheimera 


1735130 17366 


69 1745812 Strep 


1770072 17714 


83 Streptomyces 


e 1773034 17744 


1789570 17910 


1803341 18048 


e 1804913 18063 


1807983 18094 


91 Plantibacter 


01 1824836 Halob 


NR_025553.1 
Cc 


NR_025552.1 
3 
adales; Pse 
NR_025550.1 


e; Pseudomo 
NR_025549.1 


e; Pseudomo 
NR_025545.1 
a 


NR_025541.1 


inheimera. 
NR_025523.1 
2 
ales; Actino 
NR_025516.1 
Gi 


NR_025514.1 


NR_025496.1 
8 
Corynebacter 
NR_025494.1 


treptomyceta 
NR_025493.1 
8 
tales; Strep 
NR_025481.1 
8 
lus. 
NR_025472.1 
6 
us. 
NR_025471.1 
9 
Cc 


ales; Micro 


NR_025470.1 


1llulomonadac 
NR_025469.1 
6 
ccus. 
NR_025467.1 
partial sequ 


NR_025462.1 


crobacteriac 
NR_025460.1 


crobacteriac 
NR_025459.1 
a 


219878315|ref 


cter. 


UL 


n 


n 


Planococcus 
occus rifietoensis 


Cellvibrio 
5 Cellvibrio 


domonadaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 
acea 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 
acea 


as. 
Halobacillus 
cillus karajensis 


Rheinheimera baltica 


baltica Bacteria; 


Actinomyces 
2 Actinomyces 
mycineae; 


Streptococcus ratti 
ococcus ratti Bacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 
Streptomyces 

1 Streptomyces 

tomycineae; 


Virgibacillus 
7 Virgibacillus 


Virgibacillus 
2 Virgibacillus 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Planococcus 
1 Planococcus 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Halobacillus trueperi 
cillus trueperi 


NR_025454.1 


Ilyobacter insuetus 


1830898 1832407 Ilyobacter insuetus Bacteria; 


465556 Bacteria_16S 1834855 1834775 18 98 gi 
molinativorax strain ON4 16S ribosomal RNA, partial seq 
molinativorax Bacteria; Actinobacteria; Actinobacterida 
Microbacteriaceae; Gulosibacter. 

465556 Bacteria_16S 1837931 1837863 30 98 gi 
intestinalis strain DSM 6629 16S ribosomal RNA, partial 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lac 
465556 Bacteria_16S 1839494 1839426 30 98 gi 
strain DSM 5661 1 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobac 
465556 Bacteria_16S 1848718 1848638 18 98 gi 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partia 


219878312 
uence 


219878310 


sequence 


219878309 


illus. 
219878303 


hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
Actinomycetaceae; Arcanobacterium. 

465556 Bacteria_16S 1859177 1859097 18 98 gi| 219878295 |ref|NR_025434.1 
testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 185970 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryneb 
Corynebacteriaceae; Corynebacterium. 

465556 Bacteria_16S 1871421 1871353 30 98 gi| 219878287 |ref|NR_025426.1 


strain 3S-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 
465556 Bacteria_16S 1880599 1880519 18 98 gi 
vibrioides strain FKBS1 16S ribosomal RNA, complete seq 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridia 
465556 Bacteria_16S 1882180 1882100 18 98 gi 
strain DSM 2875 1 
Firmicutes; Clostridia; 
465556 Bacteria_16S 
strain DSM 5090 1 
Firmicutes; Clostridia; 
465556 Bacteria_16S 
strain DSM 3132 1 
Firmicutes; Clostridia; 
465556 Bacteria_16S 
strain DSM 11713 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 1893000 1892932 30 98 gi 
psychrotolerans strain DSM 11706 16S ribosomal RNA, par 
psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; 
465556 Bacteria_16S 1896132 1896064 30 98 gi| 219878267 
strain DSM 5651 16S ribosomal RNA, partial sequence 1895145 18966 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; D 
465556 Bacteria_16S 1900739 1900659 18 98 gi| 219878263 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Ac 
Intrasporangiaceae; Ornithinimicrobium. 
465556 Bacteria_16S 1912290 1912222 30 98 gi| 219878255 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 19128 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 
465556 Bacteria_16S 1941266 1941198 30 98 gi| 219878234 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 19418 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
465556 Bacteria_16S 1945975 1945907 30 98 gi| 219878231 
strain LMG 17489 16S ribosomal RNA, partial sequence 1945009 19464 


219878279 

uence 

les; 
219878278 


Clostridiales; Veillonellaceae; 
1883756 1883676 18 98 gi 


s 
219878277 


Clostridiales; Veillonellaceae; 
1885336 1885256 18 98 gi 


s 
219878276 


s 
219878270 


Clostridiales; Veillonellaceae; 
1891479 1891411 30 98 gi 


219878269 
ti 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 1953588 1953508 18 98 gi|219878226|ref|NR_025365.1 
auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 1952641 195404 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebac 
Corynebacteriaceae; Corynebacterium. 

465556 Bacteria_16S 1961141 1961073 30 98 gi|219878221|ref|NR_025360.1 
strain m2661/98/1 16S ribosomal RNA, partial sequence 1960167 1961603 Vagoco 


Firmicutes; Lactobacillales; 
465556 Bacteria_16S 


Enterococcaceae; Vagococcus. 
1974617 1974549 30 98 gi| 219878212 
strain 581 16S ribosomal RNA, partial sequence 1973642 19751 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 
465556 Bacteria_16S 1976195 1976127 30 98 gi 
phenolica strain PhOl 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
465556 Bacteria_16S 1979314 1979246 30 98 gi 
anilini strain Anil 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
465556 Bacteria_16S 1980860 1980780 18 98 gi 


219878211 
ce 19752 
acterales; 
219878209 
19783 
acterales; 
219878208 


e; Actinomycet 


tobacillac 


6S ribosomal RNA, partial sequence 1838512 18400 


1 sequence 


1870444 18719 


Veill 


6S ribosomal RNA, partial sequence 1881182 18827 
poromusa 


6S ribosomal RNA, partial sequence 1882756 18842 
poromusa 
6S ribosomal RNA, partial sequence 1884339 18858 


16S ribosomal RNA, partial sequence 1890504 18919 


al seque 
Ba 


esulfoba 


tinomyce 


ref|NR_025451.1 
1833888 183531 
ales; Microc 


ref |NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


ref |NR_025442.1 
1847763 184924 


ref|NR_025418.1 

1879598 188113 
onellaceae; Prop 
ref|NR_025417.1 
05 Sporomusa 
ref|NR_025416.1 
88 Sporomusa 


ref 


NR_025415.1 


ref|NR_025409.1 


ref 
nce 
cillus. 
ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025402.1 

1899804 190110 
tales; Micrococc 


NR_025408.1 
189204 


ref |NR_025394.1 
21 Ureibacillus 


ref|NR_025373.1 


ref |NR_025370.1 


ref|NR_025351.1 


ref |NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 
ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 


Gulosibacter 
7 Gulosibacter 
occineae; 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Corynebacterium 
1 Corynebacterium 


acterineae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Propionispora 
1 Propionispora 
ionispora. 
Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


Sporomusa acidovorans 


66 Sporomusa acidovorans Bacteria; 
poromusa. 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 
Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Ureibacillus terrenus 


terrenus Bacteria; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Corynebacterium 
7 Corynebacterium 


terineae; 


Vagococcus fessus 


ccus fessus Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Desulfobacula 


obacula phenolica 
eae; 


Desulfobacula. 
Desulfobacterium 


obacterium anilini 
eae; 


Desulfobacterium. 


ref |NR_025347.1 


Arcanobacterium 


haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 


haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 


465556 Bacteria_16S 


2029718 2029650 30 


98 


strain DSM 169 16S ribosomal RNA, partial sequence 


Proteobacteria; 


variabile strain 


2031142 2031062 18 


Corynebacteriaceae; Corynebacterium. 


465556 Bacteria_16S 
simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


465556 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; 


Firmicutes; 


Clostridia; 
465556 Bacteria_16S 

somaliensis strain DSM 40738 16S ribosomal RNA, partial 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; 


2037231 2037151 18 


2045038 2044958 15 
2049734 2049654 18 
Firmicutes; 


2051294 2051214 18 


2057378 2057298 18 


Clostridia; 


Streptomycetaceae; Strep 
465556 Bacteria_16S 
strain DSM 43030 16S rib 
Actinobacteria; Actinoba 
465556 Bacteria_16S 
strain TF-9 16S ribosoma 
Firmicutes; Bacillales; 
465556 Bacteria_16S 


Firmicutes; Bacillales; 


tomyces. 


2110780 2110700 18 


Planococcaceae; 


2119916 2119848 30 
strain HSL-3 16S ribosomal RNA, 


partial 


Gammaproteobacteria; Chromatiales; Chromatiaceae; 
465556 Bacteria_16S 
DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


98 


98 


95 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
465556 Bacteria_16S 
burkinensis strain DSM 6283 16S ribosomal RNA, partial 
burkinensis Bacteria; 
465556 Bacteria_16S 

strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus g 
Clostridiales; Veillonellaceae; 


98 


98 


98 


98 


osomal RNA, partial sequence 2109822 21113 
cteridae; Actinomycetales; 
2115308 2115240 30 


98 


1 RNA, partial sequence 


Planococcus. 
98 
sequence 


Clostridiales; 


gi|219878176|ref|NR_025315.1 


Chromatium okenii 


2028754 2030144 Chromatium okenii Bacteria; 


Chromatium. 


gi| 219878175 |ref|NR_025314.1 


gi|219878170|ref|NR_025309.1 


Corynebacterineae; 


gi| 219878165 |ref|NR_025304.1 


Corynebacterium 


2030195 2031630 Corynebacterium 
Corynebacterineae; 


Corynebacterium 


2036284 2037751 Corynebacterium simulans 
Corynebacteriaceae; 


Luteimonas mephitis 


2044053 2045572 Luteimonas mephitis Bacteria; 


Luteimonas. 
gi|219878159|ref|NR_025298.1| Anaeroarcus 
sequence 2048758 2050263 Anaeroarcus 


Veillonellaceae; 
gi| 219878158 |ref|NR_025297.1 
Anaerosinus. 
219878153 |ref 
sequence 
Actinomycetales; 


gi NR_025292.1 


Anaeroarcus. 


Anaerosinus glycerini 
lycerini Bacteria; 


Streptomyces 


2056438 2057920 Streptomyces 
Streptomycineae; 


219873436|ref 


gi 


gi|219857658|ref 


219857655 |ref 


gi 


NR_025250.1 
30 Streptomyces 
Streptomycineae; Streptomycetaceae; 
NR_025247.1 


2114343 2115849 Planococcus maritimus Bacteria; 


NR_025244.1 
2118933 2120454 Halobacillus 


Bacillaceae; 


Halobacillus. 


465556 Bacteria_16S 


strain TF-12 16S 
Firmicutes; 


strain TF-11 16S 
Firmicutes; 


ribosomal RNA, 
Bacillales; 
465556 Bacteria_16S 


Bacillales; 


2124411 2124343 30 
partial 
Bacillaceae; 


98 
sequence 


Bacillus. 


gi|219857652|ref|NR_025241.1 


Streptomyces humiferus 
humiferus Bacteria; 
Streptomyces. 
Planococcus maritimus 


Halobacillus salinus 
salinus Bacteria; 


Bacillus aquimaris 


2123444 2124950 Bacillus aquimaris Bacteria; 


ref |NR_025240.1 
2125001 2126506 Bacillus mari 


465556 Bacteria_16S 


micronuciformis strain AIP 412.00 16S ribosomal RNA, partial sequ 
Clostridiales; 


micronuciformis Bacteria 
465556 Bacteria_16S 
strain Ps 9-14 16S ribos 
Proteobacteria; 
465556 Bacteria_16S 
umsongensis strain Ps 3- 
umsongensis Bacteria; 
Pseudomonas. 
465556 Bacteria_16S 
hydrothermalis strain AM 
hydrothermalis Bacteria; 
Desulfovibrio. 
465556 Bacteria_16S 


v 


2144016 2143948 30 


Gammaproteobacteria; 


Proteobacteria; 


2163610 2163542 30 


2168246 2168166 18 


2125967 2125899 30 98 gi|219857651 
ribosomal RNA, partial sequence 
Bacillaceae; Bacillus. 
2141036 2140956 18 98 gi|219857641 


Firmicutes; Clostridia; 


98 


omal RNA, partial sequence 
Pseudomonadales; 
2145521 2145453 30 


98 


10 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


98 


13 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Proteobacteria; 


98 


strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


465556 Bacteria_16S 
strain NCIMB 8633 
Proteobacteria; 
465556 Bacteria_16S 
taiwanensis strain CB-22 
taiwanensis Bacteria; 
Pseudoxanthomonas. 
465556 Bacteria_16S 
fermentum strain Z-7984 
Bacteria; Firmicutes; 


2172875 2172807 30 
16S ribosomal 
Gammaproteobacteria; 


Proteobacteria; 


2191075 2191007 30 


465556 Bacteria_16S 


98 


98 


6 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


98 


16S ribosomal RNA, partial sequence 21901 
Bacillales; Bacillaceae; Amphibacillus. 
2192572 2192504 30 


98 


strain Z-7792 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 


RNA, partial sequence 
Pseudomonadales; 
2184909 2184841 30 


gi| 219857639 
2143068 21445 
Pseudomonad 


gi| 219857638 


gi|219857626 


Des 


gi| 219857623 
2167280 21687 
Streptomycinea 
gi| 219857620 
21719 
Pseudomonad 


gi|219857609 


gi| 219857605 


gi|219857604 


Pseudomonadales; 


Xanthomonadales; 


ref |NR_025230.1 
ence 214009 
Veillonellaceae; 
ref |NR_025228.1 


aceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
Pseud 
ref|NR_025215.1 
162629 216416 
ulfovibrionales; 


ND 


ref|NR_025212.1 
69 Streptomyces 
e; Streptomyceta 
ref|NR_025209.1 
00 2173400 Cellvi 
aceae; Cellvibri 
ref|NR_025198.1 
183928 218546 
Xanth 


is) 


ref |NR_025193.1 
08 2191561 Amphib 


ref 


Bacillus marisflavi 
sflavi Bacteria; 


Megasphaera 

2 2141502 Megasphaera 
Megasphaera. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Desulfovibrio 
3 Desulfovibrio 


Desulfovibrionaceae; 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Pseudoxanthomonas 

6 Pseudoxanthomonas 
omonadaceae; 


Amphibacillus 
acillus fermentum 


NR_025192.1 


Amphibacillus tropicus 


2191612 2193037 Amphibacillus tropicus Bacteria; 


465556 Bacteria_16S 


pantheris strain 


pantheris Bacteri 
465556 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


465556 Bacteria_16S 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 
costantinii strai 
costantinii Bacte 


strain YIM 21741 


Pseudomonas. 


465556 Bacteria_16S 
mediterraneus str 


mediterraneus Bac 
Desulfobulbus. 


465556 Bacteria_16S 
yunnanensis strai 
yunnanensis Bacte 
Streptomycetaceae 
465556 Bacteria_16S 


strain ATCC 29178 
Firmicutes; 


Firmicutes; Bacil 


465556 Bacteria_16S 


strain NRRL B-231 
Firmicutes; Bacil 


465556 Bacteria_16S 


strain MIT 97-507 
Proteobacteria; E 


465556 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


465556 Bacteria_16S 


subterraneus stra 
Bacteria; Firmicu 


465556 Bacteria_16S 


Lacto 
465556 Bacteria_16S 
thermospinosispor 
thermospinosispor 
Streptomycetaceae 
465556 Bacteria_16S 
strain SK-1 16S r 


2197084 2197016 30 98 gi|219857601|ref|NR_025189.1 
LMG 21017 16S ribosomal RNA, complete sequence 2196082 219764 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

2219752 2219684 30 98 gi|219857586|ref|NR_025174.1 
strain KMM 3447 16S ribosomal RNA, partial sequence 221879 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 

2228840 2228760 18 98 gi|219857580|ref|NR_025168.1 


2234908 2234840 30 98 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; 


2256308 2256240 30 98 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; 


2257774 2257694 18 98 gi 
n YIM 41004 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

2259330 2259262 30 98 gi 
16S ribosomal RNA, partial sequence 


’ 


Geobacil 
gi 


tes; Bacillales; Bacillaceae; 


2318564 2318496 30 98 


mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 


Bacteria; Proteob 


465556 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; 


strain CFML 97-51 
Bacteria; Proteob 


465556 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


465556 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


465556 Bacteria_16S 


NRRL B-24104 16S 


G 
465556 Bacteria_16S 


acteria; Gammaproteobacteria; Xanthomo 
2321708 2321640 30 98 gi 
1 16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2323260 2323192 30 98 gi 
4 16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2332201 2332121 18 98 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


2339668 2339588 18 
ain BR4 16S ribosomal RNA, complete se 
teria; Firmicutes; Clostridia; Clostri 
2342717 2342637 18 98 gi 
ribosomal RNA, partial sequence 


98 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


465556 Bacteria_16S 


sulfonivorans str 
Bacteria; Proteob 


465556 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


2350226 2350158 30 98 gi 
ain S1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2356377 2356298 18 98 gi 
s strain SF3 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Deltaprote 
ae; Desulfovibrio. 


465556 Bacteria_16S 


strain K265 16S r 


2360951 2360871 18 98 
ibosomal RNA, partial sequence 


gi 


Gammaproteobacter 


Deltaproteobact 


s 


s 


lu 


en 


na 


se 


na 
s 


ri 


qu 


di 


do 


en 
le 


de 
ob 


oc 


ia 


equence 
Pseudo: 


’ 


219857562 
eq 
er 


uence 
ia; Desu 


219857561 


equence 


Actinomyc 


219857560 


22583 


Ss. 


219857517 


ce 23175 
dales; X 


219857515 


23207 
udomonad 


219857514 


23223 
dales; P 


219857508 


equence 
a; Campy 


219857502 


ence 


ales; He 


219857500 
2341772 23432 


nocardin 


219857494 


ce 23493 
s; Hypho: 


219857490 


sequence 
acteria; 


219857487 
2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


occineae 
219857576 


; Microbacteriac 
ref|NR_025164.1 

2233956 223544 
monadales; 


ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


ref|NR_025149.1 
2256827 225829 
etales; Strepto 


ref|NR_025148.1 
45 2259880 Strept 


bacillales; Streptococcaceae; Streptococcus. 

2260898 2260818 18 98 gi|219857559|ref|NR_025147.1 
us strain AT10 16S ribosomal RNA, partial sequence 2259931 226145 
us Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
; Streptomyces. 

2267114 2267046 30 98 gi| 219857555 |ref|NR_025143.1 
ibosomal RNA, partial sequence 2266147 22676 
lales; Bacillaceae; Geobacillus. 

2285495 2285427 30 98 gi| 219857542 |ref|NR_025130.1 
54 16S ribosomal RNA, partial sequence 2284530 2285939 Bacill 
lales; Bacillaceae; Bacillus. 

2292968 2292888 18 98 gi|219857536|ref|NR_025124.1 
5c 16S ribosomal RNA, partial sequence 2292020 2293474 Helico 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 

2303382 2303314 30 98 gi|219857528|ref|NR_025116.1 

T5054 16S ribosomal RNA, partial sequence 2302404 2303932 Marino 
acteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

2312568 2312500 30 98 gi|219857521|ref|NR_025109.1 
in 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobac 


ref|NR_025105.1 
82 2319121 Pseudo 
anthomonadaceae; 
ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref |NR_025096.1 

2331268 233272 
lobacterales; He 


ref|NR_025090.1 

2338702 234021 
liobacteriaceae; 
ref|NR_025088.1 
eae; Pseudonocar 
ref |NR_025082.1 
35 2350745 Hyphom 
microbiaceae; Hy 
ref|NR_025078.1 

2355381 235691 
Desulfovibriona 


ref|NR_025075.1 


Pseud 


Lactobacillus 
0 Lactobacillus 


Pseudomonas 
2 2220307 Pseudomonas 


Pseudomonadaceae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Pseudomonas 

7 Pseudomonas 

omonadaceae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Streptomyces 
4 Streptomyces 


mycineae; 


Streptococcus iniae 
ococcus iniae Bacteria; 


Streptomyces 
2 Streptomyces 


Streptomycineae; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Bacillus sonorensis 
us sonorensis Bacteria; 


Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Marinobacter 

bacter lutaoensis 
Marinobacter. 
Geobacillus 

illus subterraneus 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 

Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Helicobacter 

4 Helicobacter 
licobacteraceae; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 
Desulfovibrio 

7 Desulfovibrio 

les; 


Subtercola frigoramans 


Subtercola. 


465556 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


465556 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


465556 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


465556 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


465556 Bacteria_16S 


cinnamivorans str 
cinnamivorans Bac 


465556 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


465556 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


465556 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


465556 Bacteria_16S 


yeochonensis stra 
yeochonensis Bact 


Streptomycetaceae; 
465556 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


465556 Bacteria_16S 
16S ribosomal RNA, partial sequence 2528225 25296 


strain ATCC 4973 


Proteobacteria; G 


465556 Bacteria_16S 
strain NRRL B-23049 16S ribosomal RNA, 


subsp. spizizenii 
subtilis subsp. s 


465556 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


465556 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


465556 Bacteria_16S 


mesocricetorum st 
mesocricetorum Ba 
Helicobacter. 


465556 Bacteria_16S 


acidaminophila st 
acidaminophila Ba 


465556 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


2382162 2382094 30 98 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2404947 2404879 30 98 

S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2417345 2417277 30 98 gi 


gi 


gi 


W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2425018 2424950 30 98 gi 


-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2430821 2430753 30 98 gi 
ain CIN1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2439965 2439897 30 98 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


2444556 2444488 30 98 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2446101 2446033 30 98 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
2518548 2518468 18 98 gi 
in CN 732 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 
2521633 2521565 30 98 gi 
rain SBK26 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


’ 


2529185 2529117 30 98 gi 
ammaproteobacteria; Pseudomonadales; P 
2551358 2551290 30 98 gi 


pizizenii Bacteria; Firmicutes; Bacill 
2555939 2555871 30 98 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2557505 2557437 30 98 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2563663 2563583 18 98 gi 
rain MU97-1514 16S ribosomal RNA, part 
cteria; Proteobacteria; Epsilonproteob 


2566746 2566666 18 98 gi 
rain DSM 3853 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostr 
2571264 2571196 30 98 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


465556 Bacteria_16S 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


465556 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


465556 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


465556 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


465556 Bacteria_16S 


mediterranea stra 


2574400 2574332 30 98 gi 
n ALA-3 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


2580385 2580317 30 98 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2581951 2581883 30 98 gi 

16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2585090 2585022 30 98 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 


2381197 23827 


2403965 24054 


219857472 


219857457 


illus. 

219857448 
sequence 
ococcaceae 
219857442 
24240 
ales; Halo 
219857437 
quence 

diales; Ru 
219857428 
sequence 
eria; Meth 


219857423 
e 24435 
microbium. 
219857422 
24451 
nadales; A 
219857365 
equence 

; Actinomy 
219857363 
sequence 

teria; Pse 


219857358 


seudomonad 
219857343 
partial 
ales; Baci 
219857340 
25549 
nadales; P 
219857339 
25565 
seudomonad 
219857335 
ial sequen 
acteria; C 


219857290 
al sequenc 
idiales; V 
219857287 
25702 
seudomonad 
219857285 
uence 

ia; Desulf 


’ 


219857281 
25794 
seudomonad 
219857280 
25809 
nadales; P 
219857278 
25841 
nadales; P 
219857277 


2586668 2586600 30 98 gi 
in MMB1 16S ribosomal RNA, complete se 


ref 
ref 


ref 
2416361 24178 
7 St 
ref 
42 2425535 Halot 
thiobacillaceae 
ref 
2429869 24313 
minococcaceae; 
ref 
2438995 24405 
ylococcales; Me 


ref 


ref 
48 2446624 Alish 
1lteromonadaceae 
ref 

2517611 25190 
cetales; Strept 


ref 

2520665 25220 
udomonadales; P 
ref 
acea Pseudomo 
ref 
sequ 
llac 
ref 
74 2556489 Pseud 
seudomonadaceae 
ref 
40 2558055 Pseud 
aceae; Pseudomo 
ref 
ce 2562731 25641 
ampylobacterale 


e; 


25503 
Bacill 


ence 
eae; 


ref 
e 2565759 25672 
eillonellaceae; 
ref 
99 2571813 Ps 
aceae; Pseud 
ref 

2573428 25 
ovib 


eud 
omo 


749 
D 


rionales; 


ref 
20 2580935 Ps 
aceae; Pseud 
ref 
86 2582507 Pseud 
seud 
ref 
25 2585640 Pseud 
seud 


eud 
omo: 


NR_025060.1 
01 Bacillus jeotgali Bacteria; 


NR_025045.1 
86 Lactobacillus 


NR_025036.1 
reptococcus. 
NR_025030.1 


NR_025025.1 


NR_025016.1 


NR_025011.1 
92 2445097 Planomicrobium koreense 


NR_025010.1 


NR_024953.1 


NR_024951.1 


NR_024946.1 
82 Pseudomonas fragi Bacteria; 
NR_024931.1 
NR_024928.1 


NR_024927.1 


NR_024923.1 


NR_024921.1 


NR_024918.1 


NR_024916.1 


NR_024912.1 


NR_024911.1 


omonadaceae; 
NR_024909.1 


omonadaceae; 


6 
h 


5 
P 


2 
te 


e 


, 


9 
fo} 


9 
s 


n 


9 
u 


fo} 


v 


O: 
n 


5 
s 


8 


O: 
n 


5 
e 


O: 
n 


fo} 


v 


fo} 


v 


ref 


quence 


NR_024908.1 


Bacillus jeotgali 


Lactobacillus kimchii 
kimchii Bacteria; 


Streptococcus 
5 Streptococcus 


Halothiobacillus 

iobacillus kellyi 
Halothiobacillus. 
Papillibacter 

9 Papillibacter 

apillibacter. 
Methylobacter 

1 Methylobacter 

hylococcaceae; 


Planomicrobium 


Alishewanella fetalis 


wanella fetalis 


Alishewanella. 
Streptomyces 

9 Streptomyces 

mycineae; 


Pseudomonas 
4 Pseudomonas 
eudomonadaceae; 


Pseudomonas fragi 


as. 

Bacillus subtilis 
4 2551802 Bacillus 
Ss. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Helicobacter 
0 Helicobacter 
Helicobacteraceae; 


, 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 
Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Marinomonas 


2585691 2587224 Marinomonas 
mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 


465556 Bacteria_ 


strain ATCC 43186 
Lacto 


Firmicutes; 
465556 Bacteria_ 


strain ATCC 51266 
Lacto 


Firmicutes; 
465556 Bacteria_ 


strain CIP 105273 
G 


Proteobacteria; 
465556 Bacteria_ 


strain CIP 105460 
Proteob 
465556 Bacteria_16S 


Bacteria; 


strain SMCC W459 
Firmicutes; 


Bacteria; 


Clost 
465556 Bacteria_16S 
burkinensis strai 
Proteob 
465556 Bacteria_16S 
naphthovorans str 
naphthovorans Bac 
465556 Bacteria_16S 
strain CVL 16S ri 


16S 2589776 2589708 30 98 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
16S 2592929 2592861 30 98 gi 
16S ribosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
16S 2595928 2595860 30 98 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
16S 2597494 2597426 30 98 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2599061 2598981 18 98 gi 


ridia; Clostridiales; Peptococcaceae; 
2606703 2606635 30 98 gi 
n HDv 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
2608270 2608202 30 98 gi 
ain NAG-2N-126 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 
2614451 2614383 30 98 gi 
bosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 2598095 25994 


2613469 26150 


219857275 
25888 
cus. 

219857273 
25919 
cus. 

219857271 
25949 
se 
219857270 
25965 
nadales; P 
219857269 


De 
219857264 
nce 26057 
ibrionales 
219857263 
ial sequen 
eria; Ocea 
219857256 


udomonad 


sulfotomacul 


ref |NR_024906.1 
00 2590328 Entero 


Enterococcus mundtii 
coccus mundtii Bacteria; 


ref |NR_024904.1 
38 2593451 Entero 


Enterococcus dispar 
coccus dispar Bacteria; 


ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; Pseudomonas. 
ref|NR_024900.1| Desulfotomaculum putei 
55 Desulfotomaculum putei Bacteria; 

um. 
ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024894.1 
ce 2607312 260877 
nospirillales; N 
ref |NR_024887.1 
09 Desulfovibrio 


Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Pseudomonas libanensis 
monas libanensis 


Desulfovibrio 

ovibrio burkinensis 

aceae; Desulfovibrio. 
Neptunomonas 

7 Neptunomonas 

eptunomonas. 
Desulfovibrio senezii 

senezii Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

465556 Bacteria_16S 2617609 2617541 30 98 gi|219857254|ref|NR_024885.1| Paralactobacillus 
selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

465556 Bacteria_16S 2622161 2622093 30 98 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

465556 Bacteria_16S 2628313 2628245 30 98 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 

465556 Bacteria_16S 2634327 2634259 30 98 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

465556 Bacteria_16S 2655619 2655539 18 98 gi|219857221|ref|NR_024849.1| Corynebacterium 
thomssenii strain DSM 44276 16S ribosomal RNA, partial sequence 2654667 2656138 Corynebacterium 
thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

465556 Bacteria_16S 2664506 2664438 30 98 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
465556 Bacteria_16S 2666068 2666000 30 98 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

465556 Bacteria_16S 2673609 2673541 30 98 gi| 219857207 |ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

465556 Bacteria_16S 2679682 2679614 30 98 gi|219857203|ref|NR_024831.1| Lentibacillus 
juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 2678696 2680219 Lentibacillus 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

465556 Bacteria_16S 2697464 2697396 30 98 gi|219857190|ref|NR_024818.1]| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

465556 Bacteria_16S 2705103 2705035 30 98 gi|219857185|ref|NR_024813.1| Lactobacillus 
kitasatonis strain JCM 1039 16S ribosomal RNA, partial sequence 2704122 2705627 Lactobacillus 
kitasatonis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

465556 Bacteria_16S 2712558 2712490 30 98 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 2748503 2748423 17 97 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
465556 Bacteria_16S 2777161 2777081 18 98 gi|219857132|ref|NR_024760.1| Streptomyces 
albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 2776208 2777696 Streptomyces 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

465556 Bacteria_16S 2784627 2784547 18 98 gi|219857127|ref|NR_024755.1| Okibacterium 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


Okibacterium. 


v 


465556 Bacteria_16S 2798088 2798008 18 98 gi|219857118|ref|NR_024746.1| Cryptosporangium 

minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 

Frankineae; Cryptosporangiaceae; Cryptosporangium. 

465556 Bacteria_16S 2817766 2817698 30 98 gi|219856912|ref|NR_024733.1| Coprobacillus 

cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 

cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 

Coprobacillus. 

465556 Bacteria_16S 2826770 2826690 18 98 gi|219856906|ref|NR_024727.1| Sporichthya polymorpha 

strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; Sporichthya. 

465556 Bacteria_16S 2837479 2837411 30 98 gi|219856899|ref|NR_024718.1| Lactobacillus 

acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 

acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

465556 Bacteria_16S 2842033 2841965 30 98 gi|219856896|ref|NR_024715.1| Halanaerobium 

fermentans strain R-9 16S ribosomal RNA, partial sequence 2841063 2842500 Halanaerobium fermentans 

Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

465556 Bacteria_16S 2854387 2854319 30 98 gi|219856888|ref|NR_024707.1| Pseudomonas savastanoi 

strain ATCC 13522 16S ribosomal RNA, partial sequence 2853433 2854934 Pseudomonas savastanoi 

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

465556 Bacteria_16S 2857532 2857464 30 98 gi|219856886|ref|NR_024705.1| Pseudomonas cissicola 

strain ATCC 33616 16S ribosomal RNA, partial sequence 2856557 2858059 Pseudomonas cissicola 

Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

465556 Bacteria_16S 2859070 2859002 30 98 gi|219856885|ref|NR_024704.1| Pseudomonas lundensis 

strain ATCC 49968 16S ribosomal RNA, partial sequence 2858110 2859620 Pseudomonas lundensis 

Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

465556 Bacteria_16S 2863673 2863605 30 98 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 

strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

465556 Bacteria_16S 2866756 2866688 30 98 gi|219856880|ref|NR_024699.1| Marinobacterium 

stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 

stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 

Marinobacterium. 

465556 Bacteria_16S 2869878 2869810 30 98 gi|219856878|ref|NR_024697.1| Bacillus 

weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 

weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 

465556 Bacteria_16S 2871458 2871390 30 98 gi|219856877|ref|NR_024696.1| Bacillus vallismortis 

strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 2873035 2872967 30 98 gi|219856876|ref|NR_024695.1| Bacillus niacini 

strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 2876200 2876132 30 98 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 

strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 2877782 2877714 30 98 gi|219856873|ref|NR_024692.1| Salimicrobium 

halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 

halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

465556 Bacteria_16S 2879346 2879278 30 98 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 

IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 

Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 2880912 2880844 30 98 gi|219856871|ref|NR_024690.1| Bacillus carboniphilus 

strain JCM9731 16S ribosomal RNA, partial sequence 2879945 2881448 Bacillus carboniphilus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 2882465 2882397 30 98 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 

strain JCM9070 16S ribosomal RNA, partial sequence 2881499 2883013 Bacillus atrophaeus Bacteria; 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 2886892 2886812 18 98 gi|219856865|ref|NR_024684.1| Eubacterium 

nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 

nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

465556 Bacteria_16S 2889940 2889860 18 98 gi|219856863|ref|NR_024682.1| Eubacterium budayi 

strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 

Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

465556 Bacteria_16S 2894502 2894422 18 98 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 


strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


strain CM-01 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 


2895997 2895917 18 98 
ribosomal RNA, partial sequence 


gi 


2893553 28949 


oc 


oc 


2897491 2897411 18 98 gi 


219856859 
2895048 28964 


219856858 


7 Mi 
ref 


crobacteriac 
NR_024678.1 


occineae 


occineae; Microbacteriac 


97 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 


ref |NR_024677.1 
2896542 289798 


Mycetocola 
5 Mycetocola 


tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


; Mycetocola. 


465556 Bacteria_16S 
strain IAM 14848 


Bacteria; 


Firmicutes; 


465556 Bacteria_16S 
strain IFO 13613 


2900494 2900414 18 98 gi 


2902029 2901949 18 98 gi 


2903566 2903486 18 98 gi 


2923576 2923508 30 98 gi 


2933976 2933908 30 98 gi 
IFO 15466 16S ribosomal RNA, partial 


2935484 2935416 30 98 gi 


2944553 2944473 18 98 gi 


12-3 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Xanthomo 


2925077 2925009 30 98 gi|219856840|ref|NR_024659.1 

ribosomal RNA, partial sequence 2924131 2925469 Streptococcus 
Lactobacillales; Streptococcaceae; Streptococcus. 

2929447 2929379 30 98 gi| 219856837 |ref|NR_024656.1 


16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
465556 Bacteria_16S 
jannaschii strain 
jannaschii Bacter 
Marinobacterium. 
465556 Bacteria_16S 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
465556 Bacteria_16S 


brevicatena strain YU 720-21 16S ribosomal RNA, partial s 


brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankine 
Sporichthya. 
465556 Bacteria_16S 2977922 2977842 18 98 gi|219846938|ref|NR_026530.1 


macrosporus strai 


macrosporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
465556 Bacteria_16S 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae; 
465556 Bacteria_16S 


Streptomyces. 


2980989 2980909 18 98 gi 


Streptomyces. 


2999265 2999197 30 98 gi 


n A1201 16S ribosomal RNA, partial seq 


rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 


flavithermus strain DSM 2641 16S ribosomal RNA, partial s 


flavithermus Bacteria; 
465556 Bacteria_16S 


Firmicutes; Bacillales; 


3002405 3002337 30 98 gi 


Bacillacea 
219846922 


thermoruber strain BT2 16S ribosomal RNA, partial sequenc 


Bacteria; 


Firmicutes; 
465556 Bacteria_16S 
strain 801 16S ribosomal RNA, partial sequence 


Bacillales; Paenibacillaceae; 


3006936 3006856 18 98 gi 


Brevi 
219846919 
3005987 30074 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


465556 Bacteria_16S 
fornicalis strain 
fornicalis Bacteria; 
465556 Bacteria_16S 
raffinosus strain 
raffinosus Bacteria; 
465556 Bacteria_16S 
strain I50 16S ribosomal RNA, partial sequence 
Firmicutes; Erysi 
465556 Bacteria_16S 
strain M-29c 16S 


Firmicutes; 


Lactobacillales; 
465556 Bacteria_16S 


3009912 3009844 30 98 gi 
Firmicutes; Lactobacillales; 

3025004 3024936 30 98 gi 
Firmicutes; Lactobacillales; 


3031042 3030974 30 98 gi 


3038711 3038643 30 98 
ribosomal RNA, partial sequence 
Enterococcaceae; 
3044782 3044702 18 


gi 


98 gi 


faecitabidus strain YLM-1 16S ribosomal RNA, partial sequ 


faecitabidus Bacteria; Actinobacteria; Actinobacteridae; 
Rarobacteraceae; 
465556 Bacteria_16S 
hortensis strain 
hortensis Bacteri 
Intrasporangiaceae; 
465556 Bacteria_16S 
strain GraMall 16S ribosomal RNA, 


Rarobacter. 


3046314 3046234 18 98 gi 


Ornithinicoccus. 
3052385 3052317 30 


98 gi 


Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


465556 Bacteria_16S 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 
dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Succinivibrio. 


3057009 3056941 30 98 gi 


v 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 
strain IAM 14851 


219856833 
artial sequence 
bacteria; 
219856827 


uence 
Actinomycetales; 


219846936 
quence 
ae; 


219846924 


219846917 
TV1018 16S ribosomal RNA, partial seque 
Lactoba 
219846907 
1789-79 16S ribosomal RNA, partial sequ 
Enteroc 
219846903 
3030089 30315 
pelotrichi; Erysipelotrichales; Erysipel 
219846897 
3037737 30392 
Vagococcus. 
219846892 


219846891 
HKI 0125 16S ribosomal RNA, partial sequ 
a; Actinobacteria; Actinobacteridae; Act 


219846887 
complete sequence 3051418 30529 


219846884 


ref|NR_024675.1 


Microbacteriac 
ref |NR_024674.1 
Microbacteriac 
ref |NR_024673.1 


Microbacteriac 


ref|NR_024660.1 


ref |NR_024653.1 

2933018 293448 
Alteromonadales; Altero 
ref |NR_024652.1 
293453 
Oceanospirillale 
ref |NR_024646.1 


equence 2943614 294507 


2976976 297845 


ref|NR_026528.1 
2980041 298152 
Actinomycetales; Strep 


ref|NR_026516.1 
equence 2998293 299981 
e; Anoxybacillus. 
ref|NR_026514.1 
e 3001433 3002946 Brevib 
bacillus. 
ref|NR_026511.1 
occineae; Microbacteriac 
ref|NR_026509.1 
nce 3008942 301036 
cillaceae; Lactobacillu 
ref |NR_026499.1 
3024035 302545 
Enterococcus. 
NR_026495.1 


n 


ence 
occaceae; 
ref 


otrichaceae. 


ref|NR_026489.1 


ref |NR_026484.1 
ence 3043846 304530 
Actinomycetales; Microco 


ref |NR_026483.1 
ence 3045360 304685 
inomycetales; Micrococci 
ref |NR_026479.1 


Pelobacteraceae; Malonom 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 
ococcineae; 
219856855 
16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 
strain IFO 15616 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 
ococcineae; 
219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 
japonensis strain 
Proteob 
465556 Bacteria_16S 
strain GTC848 16S 


eae; Leucobacter. 
Zimmermannella alba 


77 Zimmermannella alba Bacteria; 
ococcineae; 
219856841 
nce 


eae; Pseudoclavibacter. 
Pseudoxanthomonas 


2922617 2924080 Pseudoxanthomonas japonensis 
nadales; Xanthomonadaceae; 


Pseudoxanthomonas. 
Streptococcus peroris 
peroris Bacteria; 


Terasakiella pusilla 


pusilla Bacteria; 
locystaceae; Terasakiella. 
219856834 
sequence 

ia; Proteobacteria; Gammaproteobacteria; 


Marinobacterium 
0 Marinobacterium 
monadaceae; 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
6 Streptomyces 
tomycineae; 


Anoxybacillus 
6 Anoxybacillus 


Brevibacillus 
acillus thermoruber 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 

Lactobacillus 

2 Lactobacillus 
Enterococcus 

9 Enterococcus 


Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Rarobacter 
9 Rarobacter 
ccineae; 


Ornithinicoccus 
1 Ornithinicoccus 


neae; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


ionas. 


ref|NR_026476.1 
3056079 305754 
Suc 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


465556 Bacteria_16S 


strain S369-98-1 
Firmicutes; 


strain ml1134/97/1 
Firmicutes; 


strain 4-87 16S r 
Proteobacteria; G 


465556 Bacteria_16S 


strain TA68 16S r 


strain TAGA27 16S 


confusum strain D 


confusum Bacteria; 


Lactobacillales; 
465556 Bacteria_16S 


Lactobacillales; 
465556 Bacteria_16S 


3064626 3064558 30 


3070479 3070411 30 


3073436 3073368 30 


3092985 3092905 18 


3094504 3094424 18 


3097636 3097556 18 


Corynebacteriaceae; Corynebacterium. 


465556 Bacteria_16S 


halotolerans DSM 
Bacteria; 


Proteobacteria; 
465556 Bacteria_16S 


3112474 3112406 30 


3120157 3120077 18 


98 


98 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


98 


ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 


98 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
465556 Bacteria_16S 


98 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
465556 Bacteria_16S 
MMZ 2439 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


98 


98 


11383 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 


98 


Vagococcus. 


gi|219846879 


16S ribosomal RNA, partial sequence 3063651 30650 


Streptococcaceae; Streptococcus. 


219846875 
30695 


gi 
gi|219846873 
3072467 30738 


gi| 219846860 
3092041 30935 


gi|219846859 
3093562 30950 
gi|219846857 


219846847 
31115 


gi 


gi| 219846842 


riegelii strain DMMZ 2415 16S ribosomal RNA, partial sequence 


riegelii Bacteria; 
Corynebacteriaceae; 
465556 Bacteria_16S 
denitrificans strain DSM 


denitrificans Bac 
Hyphomicrobium. 


465556 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


465556 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


465556 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


465556 Bacteria_16S 


DSM 11303 16S rib 


Deinococcus-Thermus; 
465556 Bacteria_16S 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


465556 Bacteria_16S 


strain DSM 44267 


Corynebacterium. 
3124643 3124575 30 


teria; 


3126132 3126064 30 
in DSM 
eria; 


3127601 3127533 30 

ZV-622 
ia; 
3129089 3129021 30 
n IFAM 
ria; 


3147050 3146982 30 
osomal 
Deinococci; 

3148593 3148513 18 
51 16S 
acteria; 


3153185 3153105 18 


98 


1869 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


98 


98 


98 


KB-677 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


98 


RNA, partial sequence 
Deinococcales; 


98 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


98 


Deinococcaceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846839 
sequence 
Rhiz 


gi 


gi| 219846838 


5458 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Rhizo 


gi|219846837 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Rhizobi 
219846836 
sequenc 


gi 


gi| 219846824 
3146120 31475 
D 
219846823 
31476 
Cory 


gi 


gi|219846820 


16S ribosomal RNA, partial sequence 3152235 31537 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


465556 Bacteria_16S 
n DSM 20551 16S ribosomal RNA, partial sequence 


radiophilus strai 
radiophilus Bacte 


465556 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


3166924 3166856 30 
ria; Deinococcus-Thermus; 
3169957 3169889 30 

ain DSM 
teria; 


465556 Bacteria_16S 3176061 3175981 18 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


465556 Bacteria_16S 
16S ribosomal RNA, partial sequence 3176631 31781 
Gammaproteobacteria; 
465556 Bacteria_16S 


strain DSM 11363 
Proteobacteria; 


strain LMG 471 16 
Proteobacteria; G 


465556 Bacteria_16S 


strain LMG 8678 1 
Proteobacteria; G 


465556 Bacteria_16S 


n DMMZ 


e; Corynebacterium. 


3177603 3177535 30 
3182097 3182029 30 


ammaproteobacteria; 
3183649 3183581 30 


ammaproteobacteria; 


3185201 3185133 30 


Deinococcus-Thermus; 


20540 16S ribosomal RNA, partial 


; Intrasporangia 

98 gi|219846810|ref|NR_026402.1 
3165996 316746 

Deinococci; Deinococcales; Deinococcac 
98 gi|219846808|ref|NR_026400.1 
sequence 3169032 317049 

Deinococci; Deinococcales; Deinococc 
98 gi|219846804|ref|NR_026396.1 
3175122 317658 

Actinomycetales; Coryneba 

98 gi| 219846803 |ref|NR_026395.1 


Pseudomonadales; 


98 


S ribosomal RNA, partial sequence 
Xanthomonadales; 


98 


98 


strain LMG 947 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


2278 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi| 219846800 
3181138 31826 
Xanthomonad 


gi|219846799 


6S ribosomal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


Xanthomonad 
219846798 


gi 


Rhizobiales; 


ref|NR_026471.1 
27 Streptococcus 


ref |NR_026467.1 
11 3070973 Vagoco 


ref |NR_026465.1 


ref |NR_026452.1 
Micrococcaceae 
ref|NR_026451.1 
Micrococcaceae 
NR_026449.1 
3096668 309807 
Corynebacte 


ref|NR_026439.1 
17 3112988 Desulf 
Desulfobacterac 
ref|NR_026434.1 

3119211 312059 
Corynebacte 


ref|NR_026431.1 
123738 312518 


obiales; Hyphomi 


w 


Streptococcus ovis 
ovis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 
Balneatrix. 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 


; Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 


; Kocuria. 

Corynebacterium 
1 Corynebacterium 
rineae; 


Desulfobacter 
obacter halotolerans 
eae; Desulfobacter. 

Corynebacterium 
3 Corynebacterium 
rineae; 


Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


ref |NR_026430.1 
3125234 312665 
biales; Hyphomic 


ref|NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
Hyphomicr 


ref|NR_026416.1 
einococcus. 
ref|NR_026415.1 
42 3149116 Coryne 
nebacterineae; C 


ref|NR_026412.1 


Pseudomon 


ref|NR_026392.1 


aceae; Xanthomon 
ref|NR_026391.1 


aceae; Xanthomon 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Deinococcus murrayi 


91 Deinococcus murrayi Bacteria; 


Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Deinococcus 

5 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Corynebacterium 

0 Corynebacterium 

cterineae; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 
Pseudomonadaceae; 


as. 
Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 


as. 
Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 


as. 


ref |NR_026390.1 


Xanthomonas bromi 


3184240 3185741 Xanthomonas bromi Bacteria; 


465556 Bacteria_16S 


strain LMG 673 16 


Xanthomonas. 


465556 Bacteria_16S 


strain LMG 690 16 


strain LMG 733 16 


strain LMG 847 16 


strain LMG 8670 1 
Proteobacteria; G 


465556 Bacteria_16S 


strain LMG 736 16 
Proteobacteria; G 


strain M408/89/1 


Corynebacterium. 


465556 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


465556 Bacteria_16S 
ain CCUG 36622 16S ribosomal RNA, partial sequen 
teria; Actinobacteria; Actinobacteridae; 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


465556 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


465556 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


465556 Bacteria_16S 


thoraltensis stra 
Bacteria; 


strain DSM 11140 
africanus strain 


africanus Bacteri 
Desulfovibrio. 


465556 Bacteria_16S 


Firmicutes; 
465556 Bacteria_16S 


3186753 3186685 30 


3188305 3188237 30 
Proteobacteria; 


3189857 3189789 30 


3191409 3191341 30 


3192961 3192893 30 


3194511 3194443 30 


ammaproteobacteria; 


3196063 3195995 30 


3202014 3201934 18 


3206476 3206396 18 


3208001 3207921 18 


e; Corynebacterium. 
3213974 3213894 18 
train DSM 44291 
acteria; 
e; Corynebacterium. 
3215497 3215417 18 


acteria; 


3217038 3216970 30 
Lactobacillales; 


3226099 3226019 18 


3242844 3242776 30 


3245951 3245883 30 


98 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
465556 Bacteria_16S 
vesicatoria strain LMG 911 16S ribosomal RNA, partial sequence 
vesicatoria Bacteria; 


98 


Gammaproteobacteria; 


98 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
465556 Bacteria_16S 


98 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
465556 Bacteria_16S 


98 


S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 
465556 Bacteria_16S 


98 


6S ribosomal RNA, partial sequence 3193552 31950 


98 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
465556 Bacteria_16S 


98 


16S ribosomal RNA, partial sequence 3201064 32024 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


98 


S-8 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


98 


98 


16S ribosomal RNA, partial seque 
Actinobacteria; Actinobacteridae; 


98 


23 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


98 


in S69 16S ribosomal RNA, partial sequence 32160 
Streptococcaceae; 


98 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
465556 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial sequence 
a; Proteobacteria; Deltaproteobacteria; 


98 


98 


ATCC19120 16S ribosomal RNA, partial sequence 


Bacillales; 


strain LMG 5743 1 


Listeriaceae; 
465556 Bacteria_16S 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial 
aeronauticum Bacteria; 
465556 Bacteria_16S 

australicum strain IFAM ST1306 16S ribosomal RNA, partial 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; 
465556 Bacteria_16S 


Listeria. 
3247409 3247329 18 


Firmicutes; 


3263842 3263774 30 


3289603 3289535 30 


3291128 3291060 30 


3292680 3292612 30 


3294232 3294164 30 


98 


Clostridia; 


98 


98 


6S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
465556 Bacteria_16S 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
465556 Bacteria_16S 
strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
465556 Bacteria_16S 
strain LMG 538 16S ribosomal RNA, partial sequence 


98 


98 


98 


gi|219846797 
3185792 31872 


Xanthomonadales; Xanthomonadaceae; 


gi|219846796 


gi|219846795 
3188896 31903 


Xanthomonadales; Xanthomonadaceae; 


gi|219846794 
3190448 31919 


Xanthomonadales; Xanthomonadaceae; 


gi|219846793 
3192000 31935 


Xanthomonadales; Xanthomonadaceae; 


gi|219846792 


Xanthomonadales; Xanthomonadaceae; 


gi|219846791 
3195102 31966 


gi| 219846787 


219846784 
32055 


gi 


gi|219846783 


gi|219846778 
Actin 
219846777 


32145 
Cory 


gi 


gi|219846776 
Streptoc 


gi|219846770 


gi|219846759 


Desulfov 


gi|219846757 
3244997 32464 


219846756 
sequence 
Clostridiales; Pep 

gi|219846745 
sequenc 
Rhizob 
219846728 


gi 


gi 
gi|219846727 


gi| 219846726 
3291719 32932 


Xanthomonadales; 


Actinomycetales; 


ref|NR_026389.1 


ref |NR_026388.1 


w 


ref |NR_026387.1 


ref 


NR_026386.1 


ref|NR_026385.1 


ref|NR_026384.1 


ref 


NR_026383.1 


ref |NR_026379.1 


ref 


NR_026376.1 


ref|NR_026375.1 
ce 3207052 320851 


Coryne 
ref|NR_026370.1 
nce 321302 


omycetales; Cory 
ref |NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


ref |NR_026368.1 
71 3217589 Strept 
occus. 
ref |NR_026362.1 


; Intrasporangia 
ref |NR_026351.1 

3241884 324339 
ibrionales; Desu 


ref|NR_026349.1 


ref|NR_026348.1 

3246473 324794 
tococcaceae; Des 
ref|NR_026337.1 
e 3262929 326438 
iales; Hyphomicr 
ref|NR_026320.1 


aceae; Xanthomon 
ref|NR_026319.1 


aceae; Xanthomon 
ref|NR_026318.1 


aceae; Xanthomon 


gi| 219846725 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 


187344 3188845 Xanthomonas 
Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 
Corynebacteriaceae; 


Corynebacterium 


25 3207001 Corynebacterium mastitidis 
Corynebacterineae; Corynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Streptococcus 
ococcus thoraltensis 


Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Listeria grayi strain 


22 Listeria grayi Bacteria; Firmicutes; 


Desulfotomaculum 

8 Desulfotomaculum 
ulfotomaculum. 
Pedomicrobium 

2 Pedomicrobium 
obiaceae; Pedomicrobium. 
Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 


ref |NR_026317.1 


Xanthomonas axonopodis 


3293271 3294772 Xanthomonas axonopodis Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


465556 Bacteria_ 


albilineans strai 
albilineans Bacte 


Xanthomonas. 
465556 Bacteria_ 


strain DSM 5351 1 
Bacil 


Firmicutes; 
465556 Bacteria_ 


strain 1A-C 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


strain DSM 9580 1 


strain DSM 20748 
Firmicutes; 


strain DSM 5156 1 
Firmicutes; 


Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

465556 Bacteria_16S 3391639 3391571 30 98 gi| 219846651 |ref|NR_026243.1 
strain DSM 9537 16S ribosomal RNA, partial sequence 3390715 33921 

Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

465556 Bacteria_16S 3394623 3394543 18 98 gi|219846649|ref|NR_026241.1 
strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 33951 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
465556 Bacteria_16S 3397637 3397557 18 98 gi| 219846647 |ref|NR_026239.1 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 33981 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
465556 Bacteria_16S 3408383 3408303 18 98 gi|219846640|ref|NR_026232.1 
pfennigii strain DSM 10092 16S ribosomal RNA, partial sequence 3407396 340888 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syn 
Syntrophobacter. 

465556 Bacteria_16S 3411445 3411365 18 98 gi| 219846637 |ref|NR_026229.1 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 
465556 Bacteria_16S 3417382 3417302 18 98 gi|219846633|ref|NR_026225.1 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 341641 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actin 
Actinomycetaceae; Actinomyces. 

465556 Bacteria_16S 3445344 3445264 18 98 gi|219846613|ref|NR_026205.1 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succin 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticu 
465556 Bacteria_16S 3446867 3446787 18 98 gi|219846612|ref|NR_026204.1 


strain DSM 6836 1 
Firmicutes; Clost 


465556 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


465556 Bacteria_16S 


strain DSM 20032 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


strain DSM 3133 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


465556 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


465556 Bacteria_16S 


glomerans strain 


Bacil 
465556 Bacteria_16S 


Clost 
465556 Bacteria_16S 
saccharolyticum s 

Halanaerobium saccharolyticum subsp. 


6S ribosomal RNA, 
lales; Salinicoccus. 

16S 3311035 3310955 18 98 
ibosomal RNA, partial sequence 


gi|219846713 
oc 


3352016 3351936 18 98 219846683 


gi 
oc 
219846676 
sequence 
e; 
219846675 


3361359 3361291 30 98 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; Bacillacea 
3362926 3362858 30 98 gi 


lales; Bacillaceae; Salimicrobium. 


3374946 3374878 30 98 gi| 219846667 


6S ribosomal RNA, partial sequence 3445905 34473 
ridia; Clostridiales; Clostridiaceae; Cl 
3449968 3449888 18 98 gi| 219846610 
16S ribosomal RNA, complete sequence 34490 
acteria; Actinobacteridae; Actinomycetales; 
3454629 3454549 18 98 gi| 219846607 
16S ribosomal RNA, partial sequence 3453662 34551 
oc 
3488080 3488000 18 98 gi| 219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
oc 
219846580 
sequence 

Ac 


3494227 3494147 18 98 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3495606 3495526 18 98 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


219846579 
34946 


ales; 


3497149 3497065 14 98 gi| 219846578 
DSM 20642 16S ribosomal RNA, partial sequence 


complete sequence 3302462 33040 


3310081 33114 
occineae 


6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 
halophilus strain 
halophilus Bacter 
465556 Bacteria_16S 


occineae 


Marinoc 


16S ribosomal RNA, partial sequence 3361953 33634 


6S ribosomal RNA, partial sequence 3374001 33754 


ostridiu 


Stre 


occineae 


tinomyce 


Pseu 


04 Salinicoccus 


ref|NR_026305.1 


7 Bo 
ref 


goriellaceae 
NR_026275.1 
; Microbacteriac 
ref |NR_026268.1 
3360383 336190 
occus. 
ref |NR_026267.1 
41 Salimicrobium 


ref |NR_026259.1 


m. 
ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref|NR_026199.1 


7 Mi 
ref 


crococcaceae 
NR_026176.1 


; Cellulomonadac 
ref|NR_026172.1 

3493260 349458 
tales; Pseudonoc 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


16S 3295782 3295714 30 98 gi|219846724|ref|NR_026316.1| Xanthomonas 
n LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
ria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
16S 3303449 3303381 30 98 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 


roseus Bacteria; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


Orenia marismortui 


76 Orenia marismortui Bacteria; 


ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
3376498 3376430 30 98 gi|219846666|ref|NR_026258.1| Halanaerobium 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Brevibacterium iodinum 


47 Brevibacterium iodinum Bacteria; 


eae; Brevibacterium. 
Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 


eae; Oerskovia. 
Syntrophobacter 

1 Syntrophobacter 

trophobacteraceae; 


Dialister pneumosintes 
ter pneumosintes 


Actinomyces 
6 3417841 Actinomyces 
omycineae; 


Succiniclasticum 
iclasticum ruminis 
m. 

Clostridium viride 


86 Clostridium viride Bacteria; 


Streptomyces caelestis 
omyces caelestis 
eptomycetaceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
occineae; 


eae; Actinotalea. 
Thermocrispum 

8 Thermocrispum 
ardineae; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


ref|NR_026170.1 
3496207 349764 


Coriobacterium 
1 Coriobacterium 


glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 


Coriobacteriaceae; 
465556 Bacteria_16S 


strain DSM 20425 


strain DSM 43045 


465556 Bacteria_16S 


strain DSM 7485 1 


Actinobacteria; Actinobac 
465556 Bacteria_16S 


strain DSM 7486 1 


Actinobacteria; Actinobac 
465556 Bacteria_16S 


strain DSM 20542 


Actinobacteria; Actinobac 
465556 Bacteria_16S 


strain DSM 20528 


465556 Bacteria_16S 


neopropionicum st 
neopropionicum Ba 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
3513712 3513632 18 98 gi| 219846567 |ref|NR_026159.1 
6S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 
teridae; Actinomycetales; Micrococcineae; Microbacteriac 
3515236 3515156 18 98 gi|219846566|ref|NR_026158.1 
6S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 
teridae; Actinomycetales; Micrococcineae; Microbacteriac 
3516754 3516674 18 98 gi|219846565|ref|NR_026157.1 
16S ribosomal RNA, partial sequence 3515805 35172 
teridae; Actinomycetales; Micrococcineae; Microbacteriac 
3518276 3518196 18 98 gi|219846564|ref|NR_026156.1 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
3527436 3527357 18 98 gi| 219846558 |ref|NR_026150.1 
rain DSM 3847 16S ribosomal RNA, complete sequence 3526458 352796 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; C 
3536550 3536482 30 98 gi|219846552|ref|NR_026144.1 


465556 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


465556 Bacteria_16S 


DSM 6307 16S ribo 
Bacillales; Bacil 


465556 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


465556 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
465556 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


465556 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


465556 Bacteria_16S 


strain Dfr2 16S r 
Proteobacteria; D 


465556 Bacteria_16S 


strain Dfrl 16S r 
Proteobacteria; D 


465556 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


465556 Bacteria_16 


thermocarboxydus 
thermocarboxydus 
Streptomycetaceae 


465556 Bacteria_16S 


thermocarboxydovo 
thermocarboxydovo 
Streptomycetaceae 


465556 Bacteria_16S 


halophilum strain 
halophilum Bacter 


465556 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


465556 Bacteria_16S 


congolense strain 
congolense Bacter 


465556 Bacteria_16S 


Coriobacterium. 


3503049 3502969 18 98 gi 


3504576 3504496 18 98 gi 


6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3545916 3545848 30 98 
somal RNA, complete sequence 
laceae; Bacillus. 

3550526 3550446 18 98 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3571824 3571736 10 98 gi 
ribosomal RNA, partial sequence 
Bifidobacteriales; 
98 


gi 


Tu 
3609955 3609887 30 gi 
lales; Planococcaceae; Planococcus. 
3611436 3611368 30 98 gi 
16S ribosomal RNA, partial sequence 

lales; Planococcaceae; Planococcus. 
3630951 3630871 18 98 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3632476 3632396 18 98 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3633924 3633856 30 98 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
m 


gi 


s 3638499 3638419 18 98 gi 
strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

3640051 3639971 18 98 gi 
rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 

3653797 3653729 30 98 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3675146 3675078 30 98 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3676717 3676649 30 98 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 


, 


’ 


219846574 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


ococcineae 
219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


3535585 35370 


219846546 


3544949 35464 


219846543 
tial seque 
idiales; C 
219846528 


3570843 35723 


ricella. 
219846499 


16S ribosomal RNA, partial sequence 3608971 36104 


219846498 
36104 


219846485 


3629961 36314 


; Geobacte 
219846484 


3631486 36329 


; Geobacte 
219846483 
al sequenc 
obacteria; 


219846480 
sequence 
idae; Acti 


219846479 
rtial sequ 
acteridae; 


219846469 
sequence 

les; Pepto 
219846454 


3674212 36756 


Enterobac 
219846453 
sequence 

iales; Hal 
219846438 


3697820 3697740 18 98 gi 


ref|NR_026166.1 


, Br 
ref 


evibacteriac 
NR_026165.1 


88 Bacillus 


ref|NR_026138.1 
54 Bacillus 


ref 
nce 
lost 

ref 


NR_026135.1 
354957 
ridiaceae; C 
NR_026120.1 


ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 
ref 


NR_026077.1 


race 
ref 


ae; Geobacte 
NR_026076.1 


raceae; Geobacte 
ref|NR_026075.1 
e 3633011 363447 
Aeromonadales; 


ref|NR_026072.1 
3637554 363905 
nomycetales; Str 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetale 


ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026045.1 


teriaceae; Panto 
ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 


cohnii Bacteria; 


s: 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 

Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Clostridium 
8 Clostridium 
lostridium. 
Bacillus halmapalus 


halmapalus Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Clostridium 
2 3551038 Clostridium 
lostridium. 
Turicella otitidis 


03 Turicella otitidis Bacteria; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 


r. 
Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


rs 

Anaerobiospirillum 
8 Anaerobiospirillum 
Succinivibrionaceae; 


Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 
Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Halanaerobium 
4 Halanaerobium 
alanaerobium. 


ref|NR_026029.1 


Helicobacter trogontum 


strain LRB 8581 16S ribosomal RNA, partial sequence 3696887 3698308 Helicobacter trogontum Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


465556 Bacteria_16S 


sporothermodurans 
sporothermodurans 


465556 Bacteria_16S 


strain 172 16S ri 
Proteobacteria; D 


465556 Bacteria_16S 


michiganensis sub 


3723454 3723386 30 98 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3762054 3761974 18 98 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3769382 3769302 18 98 gi 
species tessellarius strain 78181 16S 


219846419 
1 
illaceae; 

219846391 


3761076 37625 


sequence 


ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref |NR_025982.1 


Bacillus 
9 Bacillus 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 


; Geobacteraceae; Geobacter. 
219846385|ref|NR_025976.1| Clavibacter 
ribosomal RNA, partial sequence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


465556 Bacteria_16S 


palmitatis strain 
Bacteria; Proteob 


465556 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


465556 Bacteria_16S 


strain ST1 16S ri 
Proteobacteria; E 


465556 Bacteria_16S 


flavefaciens stra 
Bacteria; Firmicu 


465556 Bacteria_16S 


strain ATCC 27255 
Firmicutes; Clost 


465556 Bacteria_16S 
somal RNA, partial sequence 3833603 3835009 Rumin 


strain 7 16S ribo 
Clostridia; Clost 


465556 Bacteria_16S 


lacurosei strain 
Bacteria; Firmicu 


465556 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


465556 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


465556 Bacteria_16S 


strain IFO 15965 
Actinobacteria; A 


465556 Bacteria_16S 


strain ATCC 19812 
Actinobacteria; A 


465556 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


465556 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


465556 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


465556 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


465556 Bacteria_16S 


strain GS5-97 16S 
Firmicutes; Bacil 


465556 Bacteria_16S 


strain CM2104 16S 
Actinobacteria; A 


465556 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


Micrococcineae; Microbacteriaceae; Cla 
3773907 3773839 30 98 gi 
SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3802574 3802494 18 98 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3822496 3822416 18 98 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3831662 3831594 30 98 gi 
in C94 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Rumino 
3833090 3833022 30 98 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
3834550 3834482 30 98 gi 


Ruminococcu 
98 gi 
complete seque 


ridiales; Ruminococcaceae; 
3842124 3842056 30 
H200 16S ribosomal RNA, 
tes; Clostridia; Halanaerobiales; Hala 
3886428 3886348 18 98 gi 
train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 


3897304 3897236 30 98 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
3903258 3903178 18 98 gi 


ctinobacteridae; Actinomycetales; Fran 
3919761 3919681 18 98 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Stre 
3921342 3921262 18 98 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


3922923 3922843 18 98 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3930815 3930747 30 98 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3960259 3960191 30 98 gi 
osomal RNA, partial sequence 
laceae; Bacillus. 

3994077 3994009 30 98 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
4012071 4011991 18 98 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
4019588 4019520 30 98 gi 
SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


v 


gi 


gi 


465556 Bacteria_16S 


strain 20-5 16S r 


4024175 4024095 18 98 


vibacter. 

219846382 
ence 37729 
omonadales 
219846361 


3801626 38030 
Helicob 


Ss; 
219846348 


3821543 38230 


s; Helicob 
219846341 
ence 38307 
coccaceae; 
219846340 
38321 
Ruminococ 
219846339 


Ss. 
219846334 
nce 38411 
naerobiace 
219846305 
sequence 
cteria; De 


219846297 
ce 38963 
Tetrageno 
219846293 


16S ribosomal RNA, partial sequence 3902319 39037 


kineae; Cr 
219846281 
39187 
ptomycinea 
219846280 
39203 
ales; Stre 
219846279 
te sequenc 
Actinomyc 


219846274 
1 sequence 
caceae; Pl 
219846252 


3959295 39607 


219846229 


3993148 39945 


219846215 


4011119 40125 
occineae; 


oc 
219846210 
uence 

a; 


219846207 


gi 
ibosomal RNA, partial sequence 


Alteromonad 


ref|NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref |NR_025939.1 
20 Helicobacter 
acteraceae; Heli 
ref |NR_025931.1 
35 3832122 Rumino 
Ruminococcus. 
ref |NR_025930.1 
73 3833552 Rumino 
cus. 
ref 
ococ 


NR_025929.1 
cus albus 7 


ref|NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiw 
ref|NR_025895.1 

3885428 388697 
sulfuromonadales 


ref|NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025883.1 


yptosporangiacea 
ref |NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


ref|NR_025869.1 
e 3921948 392347 
etales; Streptom 


ref|NR_025864.1 
3929851 393132 
anomicrobium. 
ref |NR_025842.1 


ref|NR_025819.1 


ref|NR_025805.1 
; Intrasporangia 
ref|NR_025800.1 
4018632 402012 
ales; Altero 


ref 


77 Bacillus firmus Bacteria; 


Desulfuromonas 

uromonas palmitatis 

aceae; Desulfuromonas. 
Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Helicobacter muridarum 


muridarum Bacteria; 


cobacter. 
Ruminococcus 
coccus flavefaciens 


Ruminococcus bromii 
coccus bromii Bacteria; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Halanaerobium 
erobium lacurosei 
m. 

Geobacter 
3 Geobacter 
Geobacteraceae; 


v 


Tetragenococcus 
enococcus muriaticus 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 


e; Cryptosporangium. 
Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


ycineae; 


Planomicrobium 
2 Planomicrobium 


Bacillus firmus strain 
Firmicutes; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Marinobacter 

7 Marinobacter 

monadaceae; 


NR_025797.1 


Agromyces salentinus 


4023267 4024647 Agromyces salentinus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


465556 Bacteria_16S 
R-7190 16S ribosomal RNA, partial sequence 
Bacillaceae; 
465556 Bacteria_16S 


Bacillales; 


strain R-6540 16S 
Firmicutes; 


strain JC1078 16S 


phenolicus strain 


Bacillales; 
465556 Bacteria_16S 


4040947 4040879 30 


Bacillus. 
4042405 4042337 30 


Bacillaceae; 
4054403 4054323 18 


4065013 4064945 30 


4078621 4078553 30 


Firmicutes; 
4095378 4095310 30 


Clostridia; 


98 


98 


gi|219846196|ref|NR_025786.1| Bacillus fordii strain 
4039998 4041459 Bacillus fordii Bacteria; Firmicutes; 
gi|219846195|ref|NR_025785.1| Bacillus farraginis 


ribosomal RNA, partial sequence 
Bacillus. 


98 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; 
465556 Bacteria_16S 
strain SRL4225 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
465556 Bacteria_16S 
LR7.2 16S ribosomal RNA, 
phenolicus Bacteria; 
465556 Bacteria_16S 


98 


98 


complete sequence 
Clostridiales; 


98 


strain P2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
465556 Bacteria_16S 
permense strain VKM Ac-2280 16S 
Actin 


permense Bacteria; 
Brevibacterium. 


465556 Bacteria_16S 
strain ON59 16S ribosoma 


Firmicutes; 


Actinobacteridae; 


campisalis strain 
Bacteria; 


Firmicutes; 


Firmicutes; 


strain ATCC 29799 
Bacteria; 


Lactobacillales; 
465556 Bacteria_16S 
strain KMM 3637 16S ribo 
Actinobacteria; Actinoba 
465556 Bacteria_16S 
KMM 3905 16S ribosomal R 
Actino: 
465556 Bacteria_16S 
strain CPJVR-H 16S ribos 
Actinobacteria; Actinoba 
465556 Bacteria_16S 
SF-57 
Firmicutes; 
465556 Bacteria_16S 
strain MSS-155 16S ribos 
Bacillales; 
465556 Bacteria_16S 
strain KMM 3809 16S ribo 
Proteobacteria; Gammapro 
465556 Bacteria_16S 
strain 1843-02 16S ribos 
Lactobacillales; 
465556 Bacteria_16S 
canifelinum strain RMA 1 
canifelinum Bacteria; 
465556 Bacteria_16S 
16S ribosomal 
Bacteroidetes; 
465556 Bacteria_16S 
ganghwensis strain JC204 
ganghwensis Bacteria; 
465556 Bacteria_16S 


4113371 4113291 18 


4117841 4117773 30 


4120924 4120844 18 


4125542 4125462 18 


4127028 4126948 18 


4131553 4131485 30 


Bacillales; 
4133127 4133059 30 


Bacillaceae; 
4170108 4170040 30 


4171690 4171622 30 


4182437 4182369 30 


Fusobacteria; 
4193103 4193023 18 


Bacteroidia; 
4196091 4196023 30 


Proteobacteria; 
4197598 4197530 30 


98 


ribosomal RNA, partial 
obacteria; Actinobacteridae; Actinomycetales; 


98 


1 RNA, partial sequence 
Streptococcaceae; 


98 


98 


NA, partial sequence 4124587 4126026 Ko 
mycetales; Micrococcineae; Micrococcaceae; 


98 


omal RNA, partial sequence 
cteridae; Actinomycetales; 


98 


98 


omal RNA, partial sequence 
Halobacillus. 


98 


98 


omal RNA, partial sequence 
Enterococcaceae; V 


98 


98 


RNA, partial sequence 
Bacteroidales; 


98 


98 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; 


4205042 4204962 18 


Bacillales; Bacillaceae; Anoxybacillus. 
465556 Bacteria_16S 


98 


gi|219846184 


gi|219846176 
gi|219846167 


gi| 219846156 


4053509 4054929 Serinicoccus 


4064043 4065518 Desulfovibrio 
Desulfovibrionaceae; 


Peptococcaceae; 


4041510 4042925 Bacillus farraginis Bacteria; 


Serinicoccus marinus 
marinus Bacteria; 
Serinicoccus. 
Desulfovibrio bastinii 
bastinii Bacteria; 
Desulfovibrio. 
ref|NR_025757.1] Cryptanaerobacter 
4077655 4079183 Cryptanaerobacter 
Cryptanaerobacter. 
NR_025746.1| Desulfofaba fastidiosa 


ref|NR_025774.1 


ref|NR_025766.1 


ref 


4094388 4095793 Desulfofaba fastidiosa Bacteria; 


219846142 
sequence 


gi 


gi|219846139 


4116858 4118354 Streptococcus 


Streptococcus. 
gi| 219846137 


gi| 219846133 


gi|219846132 


gi|219846126 


16S ribosomal RNA, partial sequence 41305 
Planococcaceae; 


Marinibacillus. 
gi|219846125 
4132144 41336 


gi|219846100 


somal RNA, partial sequence 4169129 41706 
teobacteria; Alteromonadales; Alt 


gi| 219846099 
4170715 41722 
agococcus. 

gi| 219846089 


2708 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


19846080 
41921 


gi|2 


gi|219846078 


4 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi|219846077 
4196627 41980 


gi|219846072 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 
465556 Bacteria_16S 


Streptomycetaceae; 


salicampi strain 
Bacteria; 


465556 Bacteria_16S 
strain N-3 16S ribosomal RNA, 
Bacillales; 
465556 Bacteria_16S 


Firmicutes; 


4209574 4209506 30 


Bacillales; 
4212631 4212563 30 


Bacillaceae; 
4242889 4242821 30 


SF-20 16S ribosomal RNA, partial sequence 


Firmicutes; Bacillaceae; 


Actinomyc 
98 gi| 219846069 
42085 

Lentibacillus. 
98 gi| 219846067 


complete sequence 
Geobacillus. 


98 


4211641 42131 


gi|219846040 


marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 


marimammalium Bacteria; 


Firmicutes; 


Lactobacillales; 


Streptococca 


4126077 4127564 Streptomyces 
Streptomycineae; Streptomycetaceae; 


eromonadaceae; 


Fusobacteriaceae; 


Bacteroidaceae; 


Oceanospirillales; 


Desulfofaba. 

ref|NR_025732.1| Brevibacterium 
4112427 4113885 Brevibacterium 

Micrococcineae; Brevibacteriaceae; 

ref Streptococcus minor 

minor Bacteria; 


NR_025729.1 


ref|NR_025727.1| Brevibacterium celere 


somal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
cteridae; Actinomycetales; Micrococcineae; 


Brevibacteriaceae; Brevibacterium. 


ref|NR_025723.1| Kocuria marina strain 
curia marina Bacteria; Actinobacteria; 
Kocuria. 
ref|NR_025722.1| Streptomyces africanus 


africanus Bacteria; 
Streptomyces. 
ref|NR_025716.1| Marinibacillus 

88 4132093 Marinibacillus campisalis 


ref|NR_025715.1 
65 Halobacillus 


Halobacillus locisalis 
locisalis Bacteria; 


Marinobacter excellens 
excellens Bacteria; 
Marinobacter. 

ref|NR_025689.1| Vagococcus carniphilus 
27 Vagococcus carniphilus Bacteria; 


ref|NR_025690.1 
64 Marinobacter 


ref|NR_025679.1| Fusobacterium 

181497 4182954 Fusobacterium 
Fusobacterium. 

ref|NR_025670.1| Bacteroides capillosus 
39 4193621 Bacteroides capillosus 
Bacteroides. 
NR_025668.1| Zooshikella 

195136 4196576 Zooshikella 
Hahellaceae; Zooshikella. 
ref|NR_025667.1| Anoxybacillus gonensis 
08 Anoxybacillus gonensis Bacteria; 


rs 


ref 


rs 


ref|NR_025662.1| Streptomyces 
4204078 4205565 Streptomyces 
etales; Streptomycineae; 


ref|NR_025659.1| Lentibacillus 
91 4210111 Lentibacillus salicampi 


ref|NR_025657.1| Geobacillus lituanicus 
63 Geobacillus lituanicus Bacteria; 


ref|NR_025630.1] Streptococcus 
4241925 4243424 Streptococcus 
ceae; Streptococcus. 


465556 Bacteria_16S 46263 46180 15 98 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
465556 Bacteria_16S 72139 72056 15 98 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 


sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

465556 Bacteria_16S 73703 73620 15 98 gi| 265679015 |ref|NR_029323.1| Pseudonocardia 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

465556 Bacteria_16S 108436 108353 15 98 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

465556 Bacteria_16S 120758 120679 18 97 gi|265678982|ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
465556 Bacteria_16S 123846 123767 18 97 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
465556 Bacteria_16S 297573 297490 15 98 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
465556 Bacteria_16S 334183 334100 15 98 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

465556 Bacteria_16S 397549 397470 18 97 gi|265678790|ref|NR_029095.1] Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 

465556 Bacteria_16S 479042 478959 15 98 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

465556 Bacteria_16S 480591 480508 15 98 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

465556 Bacteria_16S 506868 506785 15 98 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

465556 Bacteria_16S 523573 523490 15 98 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

465556 Bacteria_16S 531184 531101 15 98 gi|265678698|ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

465556 Bacteria_16S 538823 538740 15 98 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

465556 Bacteria_16S 569356 569277 18 97 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
465556 Bacteria_16S 617773 617690 15 98 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

465556 Bacteria_16S 625181 625098 15 98 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
465556 Bacteria_16S 631323 631240 15 98 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
465556 Bacteria_16S 696577 696494 15 98 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 


PB90-1 16S ribosomal RNA, partial sequence 


Opitutae; Opituta 


les; Opitutaceae; Opitutus. 


695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
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465556 Bacteria_ 
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465556 Bacteria 1 
strain DSM 44222 16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_1 
strain DSM 44515 16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria 1 
moriokaense strai 
moriokaense Bacte 


Mycobacteriaceae; 


465556 Bacteria 1 
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Brachybacterium. 


465556 Bacteria_16S 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, p 
paraconglomeratum Bacteria; Actinobacteria; Actinobacte 


Dermabacteraceae; 


465556 Bacteria_16S 
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465556 Bacteria_16S 
haemolytica strai 
haemolytica Bacte 
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ref|NR_027599.1 
82 1346861 Brachy 
Micrococcineae; 
ref |NR_026539.1 
76 1490698 Coryne 


13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref|NR_025504.1 

1759669 176107 
es; Micrococcine 
ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


seq 
Act 
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2019809 202123 


Rhodobacterales; H 


M 


16S 712768 712685 15 98 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 

ibosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
cteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

16S 714327 714244 15 98 gi|265678573|ref|NR_028878.1| Mycobacterium 

E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

16S 811440 811357 15 98 gi|265678505|ref|NR_028808.1| Mycobacterium 

ain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

16S 1175366 1175299 30 97 gi|228718578|ref|NR_027574.1| Kangiella koreensis 

osomal RNA, partial sequence 1174405 1175898 Kangiella koreensis DSM 16069 
acteria; Gammaproteobacteria; Kangiella. 

16S 1250851 1250768 15 98 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 


ycobacteriaceae; 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 
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acterineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


Oceanicaulis 

6 Oceanicaulis 
onadaceae; Oceanicaulis. 
Thermomonas 

8 Thermomonas 
omonadaceae; 


Pseudonocardia 
2 Pseudonocardia 


cardineae; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


ref |NR_025310.1 


Rothia nasimurium 


2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 


465556 Bacteria_16S 2052848 2052765 15 


elephantis strain DSM 44368 16S ribosomal RNA, partial 
elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; Mycobacterium. 
465556 Bacteria_16S 2090939 2090856 15 


heidelbergense strain 2554/91 16S ribosomal RNA, partia 
heidelbergense Bacteria; Actinobacteria; Actinobacterid 


Mycobacteriaceae; Mycobacterium. 
465556 Bacteria_16S 2094033 2093950 15 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial 
hydrothermalis Bacteria; Proteobacteria; 


Thermomonas. 
465556 Bacteria_16S 2112331 2112248 15 


pinnipedii strain 6482 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis complex. 


465556 Bacteria_16S 2129003 2128920 15 


africanum strain ATCC 25420 16S ribosomal RNA, partial 
africanum Bacteria; Actinobacteria; Actinobacteridae; Act 
Mycobacteriaceae; Mycobacterium; Mycobacterium tubercul 


465556 Bacteria_16S 2130481 2130398 15 


scrofulaceum strain ATCC 19981 16S ribosomal RNA, parti 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae 


Mycobacteriaceae; Mycobacterium. 
465556 Bacteria_16S 2131986 2131903 15 


tokaiense strain ATCC 27282 16S ribosomal RNA, partial 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; Mycobacterium. 
465556 Bacteria_16S 2133489 2133406 15 


poriferae strain ATCC 35087 16S ribosomal RNA, partial 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; Mycobacterium. 
465556 Bacteria_16S 2135003 2134920 15 


strain ATCC 19422 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium; Mycobacterium tuberculosis complex. 


465556 Bacteria_16S 2136520 2136437 15 


strain ATCC 51384 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


465556 Bacteria_16S 2148555 2148472 15 


strain MUP 1182 16S ribosomal RNA, complete sequence 2147582 2149114 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


465556 Bacteria_16S 2165195 2165112 15 


strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


465556 Bacteria_16S 2218233 2218150 15 


strain NRCM 00-255 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


465556 Bacteria_16S 2577533 2577454 18 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensi 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


465556 Bacteria_16S 2578962 2578883 18 


strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


465556 Bacteria_16S 2611349 2611266 15 


strain DSM 43194 16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


465556 Bacteria_16S 2667525 2667442 15 


taberi strain DSM 43856 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Saccharopolyspora. 
465556 Bacteria_16S 2888417 2888338 18 


strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 28889 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 


465556 Bacteria_16S 2938484 2938401 15 
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cyanogriseus Bacteria; Actinobacteria; Actinobacteridae 


Pseudonocardiaceae; Actinoalloteichus. 
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Eubacterium multiforme 
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7 Actinoalloteichus 


Desulfonatronovibrio 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 324494 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 


Desulfonatronovibrio. 


6 Desulfonatronovibrio 


465556 Bacteria_16S 3378030 3377947 15 98 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 
strain M17C 16S ribosomal RNA, partial sequence 3377063 3378542 Kytococcus sedentarius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

465556 Bacteria_16S 3415901 3415822 18 97 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 

465556 Bacteria_16S 3492683 3492600 15 98 gi|219846581|ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

465556 Bacteria_16S 3524399 3524316 15 98 gi|219846560|ref|NR_026152.1| Saccharopolyspora 
gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 3523483 3524884 Saccharopolyspora 
gregorii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

465556 Bacteria_16S 3608460 3608377 15 98 gi|219846500|ref|NR_026092.1| Mycobacterium 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

465556 Bacteria_16S 3636963 3636880 15 98 gi|219846481|ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

465556 Bacteria_16S 3664556 3664473 15 98 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

465556 Bacteria_16S 3706829 3706762 30 97 gi|219846432|ref|NR_026023.1| Prosthecobacter 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosthecobacter debontii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
465556 Bacteria_16S 3708347 3708280 30 97 gi|219846431|ref|NR_026022.1| Prosthecobacter 
vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
465556 Bacteria_16S 3721903 3721820 15 98 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

465556 Bacteria_16S 4039403 4039320 15 98 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

465556 Bacteria_16S 4074055 4073972 15 98 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

465556 Bacteria_16S 4233910 4233827 15 98 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
465556 Bacteria_16S 60041 59973 30 98 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

465556 Bacteria_16S 90001 89919 16 98 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

465556 Bacteria_16S 116183 116101 15 97 gi|265678985|ref|NR_029293.1| Mycobacterium 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

465556 Bacteria_16S 177041 176973 30 98 gi| 265678945 |ref|NR_029253.1| Photobacterium 
leiognathi strain Ll 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

465556 Bacteria_16S 243094 243012 15 97 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

465556 Bacteria_16S 308167 308097 28 98 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

465556 Bacteria_16S 499150 499080 28 98 gi|265678719|ref|NR_029024.1| Hydrogenophaga 


defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrogenophaga defluvii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


465556 Bacteria_16S 
strain BSB 41.8 1 


500702 500632 28 


98 


gi 


6S ribosomal RNA, partial sequence 499730 50125 


265678718 


ref|NR_029023.1 


Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

465556 Bacteria_16S 534203 534133 28 98 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

465556 Bacteria_16S 576834 576764 28 98 gi|265678668|ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
465556 Bacteria_16S 581297 581215 15 97 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

465556 Bacteria_16S 603923 603841 16 98 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

465556 Bacteria_16S 743476 743394 16 98 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Rhodocista. 

465556 Bacteria_16S 806812 806730 16 98 gi| 265678508 |ref|NR_028811.1| Thermodesulfobacterium 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermodesulfobacterium 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

465556 Bacteria_16S 904045 903959 13 98 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

465556 Bacteria_16S 942693 942623 28 98 gi|265678417|ref|NR_028719.1| Comamonas terrigena 
strain IMI 359870 16S ribosomal RNA, partial sequence 941714 943232 Comamonas terrigena Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

465556 Bacteria_16S 944256 944186 28 98 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

465556 Bacteria_16S 945819 945749 28 98 gi| 265678415 |ref|NR_028717.1| Hydrogenophaga 
pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

465556 Bacteria_16S 947379 947309 28 98 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

465556 Bacteria_16S 948945 948875 28 98 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

465556 Bacteria_16S 950506 950436 28 98 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

465556 Bacteria_16S 952065 951995 28 98 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

465556 Bacteria_16S 953616 953546 28 98 gi|265678410|ref|NR_028712.1| Simplicispira 
psychrophila strain CA 1 16S ribosomal RNA, partial sequence 952645 954156 Simplicispira 
psychrophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Simplicispira. 

465556 Bacteria_16S 955176 955106 28 98 gi|265678409|ref|NR_028711.1| Giesbergeria sinuosa 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 
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osomal RNA, partial sequence 


98 gi 


1552074 1551993 17 98 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1762074 1761993 17 98 gi 
LMG 20336 16S ribosomal RNA, partial s 


1970127 1970046 17 98 gi 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


2153097 2153016 17 98 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacteri 


2265605 2265524 17 98 gi 
etaproteobacteria; Neisseriales; Neiss 
2341198 234111717 98 gi 


ibosomal RNA, partial sequence 


er 


2411108 2411027 17 98 gi 


ia; Rhodospirillales; Acetobacteraceae; 


2838930 2838849 17 98 gi 


rillales; 


Victivall 


ce 


bo 


comp 
longata Bacteria; Proteobacteria; Betapr 


219857245 
1548180 15495 
etaproteobacteria; Burkholderiales; Aqua 
465556 Bacteria_16S 
citratiphilum str 
Proteob 
465556 Bacteria_16S 


219857243 
en 
ri 
219878364 
equence 

a; Actinobacteria; Actinobacteridae; Act 


219878215 
equence 
er 


219857633 
equence 


219857556 
16S ribosomal RNA, partial sequence 2264632 22660 


219857501 
2340265 23417 


219857453 
6S ribosomal RNA, partial sequence 2410156 24116 


219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


65678313 
10942 


ref |NR_028615.1 
43 1095577 Aceto 
Acetobacteracea 
ref|NR_027565.1 
22 Victivallis v 
is. 
ref|NR_027531.1 
61 1201579 Amino 


28717635 
467 11819 


28715386 
12000 


somal RNA, c 
orynebacteri 
19846303|ref|NR_025893.1 
lete sequence 15071 


oteobacteria; Neisseria 


um. 


ref|NR_024875.1 
95 Aquabacterium 
bacterium. 
ref |NR_024871.1 
12 1552529 Aquab 
Aquabacterium. 
ref|NR_025503.1 

1761124 176259 
ales; Micrococc 


ce 15511 
ales; 


inomycet : 


ref|NR_025354.1 
1969231 197053 
ia; Rhodospirillales; 
ref |NR_025222.1 
2152193 215360 
bacterales; Rho 


a; Rhodo 


ref|NR_025144.1 


nsiella. 
NR_025089.1 


Simo 
ref 


iaceae; 


dobacteracea 


ref 


e; 
NR_025041.1 


Asaia. 


ref|NR_024717.1 


occineae 


b 
e: 


b 


omplete sequ 
afermentans Bacteria; Actinobacteria; 
Cc 


5 
1 


a 


i 


Rh 


Acetobacter peroxydans 
acter peroxydans 
Acetobacter. 
Victivallis vadensis 
adensis ATCC BAA-548 


’ 


Aminobacterium 
acterium colombiense DSM 


ynergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

16S 1291400 1291320 18 98 gi|228720812|ref|NR_027597.1| Corynebacterium 

109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

16S 1364351 1364282 30 98 gi|228719063|ref|NR_027579.1| Ruminococcus lactaris 
16S ribosomal RNA, partial sequence 1363415 1364816 Ruminococcus lactaris ATCC 

irmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

16S 1500733 1500653 18 98 gi|219846622|ref|NR_026214.1| Corynebacterium 


ence 1499786 1501111 


Actinobacteridae; 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium 
cterium citratiphilum 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Albidovulum 
1 Albidovulum 


dobacteraceae; 


Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 
Rhodobaca. 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Betaproteobacteria; Burkholderiales; Tepidimonas. 
2421974 2421893 17 98 gi| 219857445 |ref|NR_025033.1| Rhodococcus 
rain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
dococcus. 
2456752 2456672 17 98 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
ica strain 34mel 16S ribosomal RNA, partial sequence 2455783 2457213 Aeromonas 
- pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonas. 
2810234 2810153 17 98 gi|219857110|ref|NR_024738.1| Asaia siamensis strain 
2809318 2810728 Asaia siamensis Bacteria; Proteobacteria; 


Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Eubacterium 

6 Eubacterium 
cterium. 
Paracoccus 


oc ; Microbacteriac 
465556 Bacteria_16S 2922041 2921972 30 98 gi|219856842|ref|NR_024661.1 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 292256 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Euba 
465556 Bacteria_16S 2926451 2926370 17 98 gi|219856839|ref|NR_024658.1 
carotinifaciens strain E-396 16S ribosomal RNA, complete sequence 2925520 292697 


1 Paracoccus 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


465556 Bacteria_16S 


strain 087-AZ-H 1 
Proteobacteria; 


G 


2990159 2990075 13 


3108012 3107931 17 


3150127 3150059 30 


3179158 3179078 18 


Corynebacteriaceae; Corynebacterium. 


465556 Bacteria_16S 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 33556 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; 


Dermabacteraceae; 


465556 Bacteria_16S 
alimentarium stra 
alimentarium Bact 


Dermabacteraceae; 


465556 Bacteria_16S 
amycolatum strain 
amycolatum Bacter 


Corynebacteriacea 


465556 Bacteria_16S 
CC 373 16S ribosomal RNA, partial sequence 34326 
acteria; Actinobacteridae; Actinomycetales; 


xerosis strain AT 
Bacteria; Actinob 
Corynebacterium. 


465556 Bacteria_16S 
CC 29592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pilosum strain AT 
pilosum Bacteria; 
Corynebacteriacea 


465556 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


strain 62 16S rib 
Proteobacteria; G 


strain CDC 8142 1 
Proteobacteria; B 


stercoraria strai 
stercoraria Bacte 
Betaproteobacteri 


strain MB-G2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
465556 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


strain W4937 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
465556 Bacteria_16S 
in BC74171 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria; 


haeundaensis stra 
haeundaensis Bact 
Paracoccus. 


465556 Bacteria_16S 


thermautotrophica 
thermautotrophica 
Sedis; Carboxydoc 


strain R18165 16S 


ella. 
465556 Bacteria_16S 


3355104 3355023 17 


Brachybacterium. 
3359791 3359710 17 


Brachybacterium. 
3432123 3432043 18 


e; Corynebacterium. 
3433571 3433491 18 


3434929 3434849 18 


e; Corynebacterium. 
3590078 3589997 17 


3837530 3837462 30 


3875564 3875483 17 


3888022 3887941 17 


3891096 3891015 17 


3955751 3955670 17 
ribosomal RNA, partial 


4081763 4081682 17 
ribosomal RNA, partial 


4116279 4116198 17 
ribosomal RNA, partial 


4134632 4134551 17 


4208061 4207981 18 


Bacteria; Firmicutes; 


4238432 423835117 
ribosomal RNA, 


5500 5432 30 


98 


98 


complete sequence 


98 


98 


98 


98 


in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


98 


CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


98 


98 


98 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
465556 Bacteria_16S 


98 


osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
465556 Bacteria_16S 


98 


gi| 219846930 


6S ribosomal RNA, partial sequence 2989207 29906 
ammaproteobacteria; Legionellales; Legionellaceae; 
465556 Bacteria_16S 
strain N2 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
465556 Bacteria_16S 
pedioforme strain 
pedioforme Bacter 
465556 Bacteria_16S 
singulare strain IBS B52218 16S ribosomal RNA, partial 
singulare Bacteria; Actinobacteria; Actinobacteridae; Act 


gi|219846850 


3107102 31085 


gi| 219846822 


DSM 3802 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteri 


a; 
219846802 
sequence 


gi 
219846680 


gi 


219846677 
sequence 


gi 


219846623 
sequence 


gi 
gi|219846621 
219846620 


gi 


gi|219846516 


3589120 35906 


Ideonella. 
gi|219846337 
3836584 38380 


gi| 219846312 


6S ribosomal RNA, partial sequence 3874615 38761 
etaproteobacteria; Neisseriales; Neisser 
465556 Bacteria_16S 
n Gottingen 1488-6 16S ribosomal RNA, 
ria; Proteobacteria; Betaproteobacteria; 
465556 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 
a; Neisseriales; Neisseriaceae; Kingel 
465556 Bacteria_16S 


etaproteobacteria; Burkholderiales; Tepidimonas. 
465556 Bacteria_16S 


Chromatiale 


inomycetales; 


Actinomycetales; 


Actinomyceta 


Actinomycetales; 


Corynebacterineae; 


Halomonadaceae; 


ref|NR_026522.1 
Legionella. 
ref |NR_026442.1 


ref |NR_026414.1 
149167 315062 
S; 
NR_026394.1 
178210 317953 


Ww 


ref 
3 


ref |NR_026272.1 


4 


ref|NR_026269.1 
3358821 336033 
les; 


ref|NR_026215.1 
3431175 343257 
Corynebac 


ref |NR_026213.1 
26 3433942 Coryn 


Qo 


ref|NR_026212.1 
3433993 343537 
Corynebacter 


ref|NR_026108.1 


ref 


NR_025927.1 


ref |NR_025902.1 


Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 


Rhodovulum robiginosum 


15 Rhodovulum robiginosum Bacteria; 
Rhodovulum. 


Thiolamprovum 
5 Thiolamprovum 


Chromatiaceae; Thiolamprovum. 


Corynebacterium 
2 Corynebacterium 


Corynebacterineae; 


Brachybacterium 
5 Brachybacterium 


Micrococcineae; 


Brachybacterium 
2 Brachybacterium 


Micrococcineae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
Halomonas. 


Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


iaceae; Neisseria. 
98 gi|219846304|ref|NR_025894.1| Vitreoscilla 
partial sequence 3887024 3888512 Vitreoscilla 
Neisseriales; Neisseriaceae; Vitreoscilla. 
98 gi|219846301|ref|NR_025891.1| Kingella oralis strain 
3890099 3891585 Kingella oralis Bacteria; Proteobacteria; 
la. 
98 gi|219846255|ref|NR_025845.1| Rhodovulum strictum 
sequence 3954838 3956224 Rhodovulum strictum Bacteria; 
Rhodovulum. 
98 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
98 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 


98 


98 


strain 41 16S ribosomal RNA, partial 
Clo 


Clostridia; 


98 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
465556 Bacteria_16S 


98 


strain R18 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


Nocardiacea 
gi|219846124|ref|NR_025714.1 
sequence 4133716 413512 


219846070 
sequence 


gi 


gi| 219846043 
4237444 42389 


gi| 265679060 
4584 5982 


Rhodobacterales; 


stridiales; 


Rhod 


ref|NR_025660.1 
4207086 420854 
Clostridiales 


ref |NR_025633.1 


Actinomycetace 


e; Rhodococcus. 
Paracoccus 

3 Paracoccus 
obacteraceae; 


Carboxydocella 
0 Carboxydocella 
Family XVI. Incertae 


Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Bartonella doshiae 


ref |NR_029368.1 


Bartonella doshiae Bacteria; 


465556 Bacteria_16S 


strain M6 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


465556 Bacteria_16S 


strain V2 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


465556 Bacteria_16S 


guttiformis strain Ekho Lake-38 16S ribosomal RNA, part 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 
465556 Bacteria_16S 


strain Ekho Lake-162 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


465556 Bacteria_16S 


6962 6894 30 


8419 8351 30 


37274 37206 30 


38677 38609 30 


52482 52414 30 


98 


sequence 
Rhizobiales; 


98 


sequence 
Rhizobiales; 


98 


98 


98 


strain AS2 16S ribosomal RNA, partial sequence 


Firmicutes; 
465556 Bacteria_16S 


strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


465556 Bacteria_16S 
strain IS 123 16S 


465556 Bacteria_16S 


strain F 16S ribosomal RNA, partial sequence 83062 
Clostridiales; 


Clostridia; 
465556 Bacteria_16S 
strain Z-7937 16S 
Firmicutes; 
465556 Bacteria_16S 


strain IMMIB D-1321 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Tsukamurella. 
465556 Bacteria_16S 
espejiana strain 
Bacteria; 
Pseudoalteromonas. 
465556 Bacteria_16S 


Lactobacillales; 


55524 55456 30 


63060 62992 30 


84045 83977 30 


91485 91417 30 


Halanaerobiales; 
103901 103833 30 


128345 128278 30 


146544 146476 30 


Enterococcaceae; 


98 


98 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


98 


98 


ribosomal RNA, partial sequence 


Clostridia; Halobacteroidaceae; 


98 


98 


98 


strain FF3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


465556 Bacteria_16S 


formicaceticum strain Al 16S ribosomal RNA, partial sequence 
formicaceticum Bacteria; 


465556 Bacteria_16S 


aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequenc 
aminovalericum Bacteria; 


465556 Bacteria_16S 


proteolyticus strain BT 16S ribosomal RNA, partial sequence 20208 
proteolyticus Bacteria; 


Coprothermobacter. 
465556 Bacteria_16S 


thermophilum strain H-6-12 16S ribosomal RNA, 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomace 


465556 Bacteria_16S 


coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 


155702 155634 30 


Firmicutes; 
189298 189230 30 


Firmicutes; 
203060 202976 14 


Firmicutes; 


204654 204570 14 


246122 246054 30 


98 


Clostridia; 


98 


Clostridia; 


98 


Clostridia; 


98 


98 


gi 
60 


gi 
74 


gi 


gi 


gi 
51 


Enterococcus. 


gi 


gi 
62 


gi 
84 


Ruminococcaceae; Anaerofilum. 


gi 
90 


gi 


gi 


261 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 
14 


gi 


Clostridiales; 


gi 


Clostridiales; 


gi 


Thermoanaerobacte 


gi 


complete 


gi 


coprophilus Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
465556 Bacteria_16S 
strain Benl02 16S 


465556 Bacteria_16S 


kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Amaricoccus. 
465556 Bacteria_16S 


F186 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 


465556 Bacteria_16S 
lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 

465556 Bacteria_16S 


250739 250671 30 


253696 253628 30 


255171 255103 30 


259674 259606 30 


261050 260982 30 


98 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


98 


98 


254252 255652 Afipi 


98 


98 


strain I66 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


gi 


gi 


gi 


gi 


gi 


Bartonellaceae; 


Bartonellaceae; 


249819 25124 


265679059 
33 7437 


265679058 
88 8910 


265679039 


265679038 
37787 


265679029 
487 53037 


265679027 
56028 


265679022 
180 63541 


265679007 
529 Anaer 


265679002 
540 92000 
Natr 
265678994 
10297 
Cory 
265678977 
12740 
P 


265678965 
5646 14699 


265678959 


c 
265678937 


c 
265678928 


265678927 
sequence 


265678898 
Actinomyc 


265678895 


265678893 
Rhodob 


265678892 


265678889 


strain ITI-1157 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; 


ial sequen 
Rhodob 


hodobacter 


R 


Rhodo 


ref 


ref 


ref 


ref 


ref 


ref 


eae; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


rale 


ref 


ae; 
ref 


etal 


ref 


acea 
ref 


acte 


ref 
a br 


ref 


265678887 


ce 36384 
acterales; 


39128 
aceae; 


Enterococcus 


6 104435 Tsuka 
nebacterineae; 


9 128819 Pseud 
seudoalteromonadaceae; 


aceae; 


154728 156242 
lostridiaceae; 


e 188349 189802 
lostridiaceae; 


7 203611 Coprot 


203662 205201 


245166 246646 


252777 254201 


NR_029367.1 


NR_029366.1 


NR_029347.1 
37736 


NR_029346.1 


NR_029337.1 


NR_029335.1 


Holdemania. 


NR_029330.1 


NR_029315.1 


ofilum agile Bacteria; 


NR_029310.1 


NR_029302.1 


NR_029285.1 


NR_029273.1 


NR_029267.1 


NR_029245.1 


NR_029236.1 
s; Thermodes 


NR_029235.1 


Dictyoglomu 
NR_029206.1 


n 


es; Coryneba 
NR_029203.1 


e; Amaricocc 
NR_029201.1 


rales; Rhodo 


NR_029200.1 
oomeae Bacte 


NR_029197.1 
258782 
bacterales; 


ref 


Bartonella taylorii 


Bartonella taylorii Bacteria; 
Bartonella. 


Bartonella grahamii 


Bartonella grahamii Bacteria; 
Bartonella. 


Sulfitobacter 
Sulfitobacter 


Rhodobacteraceae; 


Sulfitobacter brevis 


Sulfitobacter brevis Bacteria; 
Sulfitobacter. 


Enterococcus asini 


asini Bacteria; 


Holdemania filiformis 


Holdemania filiformis Bacteria; 


Rhizobium sullae 


Rhizobium sullae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 


Anaerofilum agile 
Firmicutes; 


Natroniella acetigena 


Natroniella acetigena Bacteria; 
oniella. 


Tsukamurella pulmonis 


murella pulmonis 
Tsukamurellaceae; 


Pseudoalteromonas 


oalteromonas espejiana 


Marinovum algicola 


3  Marinovum algicola Bacteria; 
Marinovum. 


Clostridium 
Clostridium 


Clostridium. 


Clostridium 
Clostridium 


Clostridium. 


Coprothermobacter 
hermobacter 
ulfobiaceae; 


Dictyoglomus 
Dictyoglomus 
Rhodococcus 
Rhodococcus 

cterineae; Nocardiaceae; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


Afipia broomeae strain 
ria; Proteobacteria; 


Ruegeria 
260120 Ruegeria 
Rhodobacteraceae; 


NR_029195.1 


Rhizobium hainanense 


260171 261540 Rhizobium hainanense Bacteria; 


465556 Bacteria_ 
strain Illinois 16S ribosomal RNA, partial sequence 305640 30713 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; 
465556 Bacteria_ 


16S 306577 306509 30 98 gi 


16S 318670 318602 30 98 gi 


265678856 


265678848 


ref|NR_029162.1| Neorickettsia risticii 
7 Neorickettsia risticii Bacteria; 
Neorickettsia. 


ref|NR_029153.1| Bartonella vinsonii 


subsp. berkhoffii strain 93-C01l 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
465556 Bacteria_16S 335723 335643 17 97 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
465556 Bacteria_16S 337290 337210 17 97 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

465556 Bacteria_16S 338854 338774 17 97 gi|265678832|ref|NR_029137.1| Bifidobacterium 


saeculare strain 
strain S-182 16S 
Firmicutes; 


strain 124-2 16S 
Firmicutes; 


465556 Bacteria_ 
strain DSB MGU 15 


strain MB312 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
465556 Bacteria_ 


strain AS130 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 
465556 Bacteria_ 


Lactobacillales; 
465556 Bacteria_ 


16S 340420 340352 30 98 
ribosomal RNA, partial sequence 
Lactobacillaceae; 


gi 
33 


16S 344888 344820 30 98 gi| 265678828 

ribosomal RNA, partial sequence 343905 34542 
Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 349363 349284 18 98 gi| 265678825 


16S 355182 355114 30 98 
ribosomal RNA, partial sequence 


gi 
35 


16S 358089 358021 30 98 gi 


hongkongensis strain UST950701-009P 16S ribosomal RNA, 


hongkongensis Bac 


Loktanella. 


465556 Bacteria_ 
lituiforme strain 
Proteob 


Bacteria; 


465556 Bacteria_ 
strain A3 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 
465556 Bacteria_ 
denitrificans str 
denitrificans Bac 


Pseudovibrio. 


465556 Bacteria_ 


lavamentivorans strain DS-1 16S ribosomal RNA, partial 


lavamentivorans B 


Parvibaculum. 


465556 Bacteria_16S 
strain PL7HG1 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
465556 Bacteria_16S 
strain RV-12x 16S 


Firmicutes; 


Clostridia; 


383730 383662 30 98 
ribosomal RNA, partial sequence 


gi 


388381 388313 30 98 
ribosomal RNA, partial sequence 


gi 


Clostridiales; Veillonellaceae; 


RA161 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
465556 Bacteria_ 


Bifidobacteriales; 


Pediococcus. 


-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
465556 Bacteria_ 
strain B 16S ribo 
Alphaproteobacteria; 
465556 Bacteria_ 


16S 350828 350760 30 98 gi| 265678824 
somal RNA, partial sequence 349928 351312 Parac 

Rhodobacterales; Rhodobacteraceae; Paracoccu 
16S 352261 352193 30 98 gi| 265678823 
ribosomal RNA, partial sequence 351363 35277 


Rhodobiaceae; 


Hyphomicrobiace 


teria; Proteobacteria; Alphaproteobacteria; 


16S 364139 364071 30 98 gi| 265678812 

FailI3 16S ribosomal RNA, partial sequence 36326 

acteria; Alphaproteobacteria; Caulobacterales; C 

16S 365622 365554 30 98 gi| 265678811 

sequence 364736 36609 

Rhodobacterales; Rhodobacter 

16S 371575 371507 30 98 gi| 265678807 
ain DN34 16S ribosomal RNA, partial sequence 

teria; Proteobacteria; Alphaproteobacteria; Rhod 

16S 382216 382148 30 98 gi| 265678800 


acteria; Proteobacteria; Alphaproteobacteria; 


382807 38428 


387448 38884 


465556 Bacteria_16S 


389871 389787 15 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 


98 


gi 


xiligouense Bacteria; Actinobacteria; Actinobacteridae; 
Promicromonosporaceae; Myceligenerans. 


465556 Bacteria_16S 
neocaledoniensis 
neocaledoniensis 
Nocardiaceae; Noc 
465556 Bacteria_16S 
ferralitis strain 


399058 398990 30 
strain SBHR OA6 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
ardia. 
409901 409821 18 
SFOp68 16S ribosomal RNA, partial sequence 


98 


98 


gi 


gi 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
465556 Bacteria_16S 


Streptomyces. 
411516 411448 30 


98 


gi 


33788 


Bi 
265678831 
9450 34088 


34841 


R 
265678820 
4284 35569 


265678816 


partial se 
Rhod 


sequence 
Rh 


265678799 


265678796 
Veillonel 
265678795 
sequence 
Actinomyc 


265678789 


265678782 


6 339399 Bifidobacterium saeculare 
fidobacteriaceae; Bifidobacterium. 


ref |NR_029136.1| Pediococcus parvulus 
5 Pediococcus parvulus Bacteria; 
ref|NR_029133.1| Lactobacillus pentosus 


3 Lactobacillus pentosus Bacteria; 

ref |NR_029130.1| Agromyces hippuratus 

2 349877 Agromyces hippuratus Bacteria; 
; Microbacteriaceae; Agromyces. 


Actinomycetale 


ref |NR_029087.1 
408966 410455 
S; 


265678780 


saerimneri strain GDA154 16S ribosomal RNA, partial sequence 


saerimneri Bacteria; 


Firmicutes; 


Lactobacillales; 


Lactobacillaceae; 


ref|NR_029129.1| Paracoccus kocurii 
occus kocurii Bacteria; Proteobacteria; 
Ss. 
ref|NR_029128.1| Rhodobium orientis 
0 Rhodobium orientis Bacteria; 
hodobium. 
ref|NR_029125.1| Rhodoplanes elegans 
0 Rhodoplanes elegans Bacteria; 
ae; Rhodoplanes. 
ref|NR_029121.1] Loktanella 
quence 357208 358614 Loktanella 
obacterales; Rhodobacteraceae; 
ref|NR_029117.1| Phenylobacterium 
4 364685 Phenylobacterium lituiforme 
aulobacteraceae; Phenylobacterium. 
ref|NR_029116.1| Salipiger mucosus 
9 Salipiger mucosus Bacteria; 
aceae; Salipiger. 
ref|NR_029112.1| Pseudovibrio 

370665 372098 Pseudovibrio 
obacterales; Rhodobacteraceae; 
ref|NR_029105.1| Parvibaculum 

381306 382756 Parvibaculum 
izobiales; Phyllobacteriaceae; 
ref|NR_029104.1| Bradyrhizobium betae 
9 Bradyrhizobium betae Bacteria; 
ae; Bradyrhizobium. 
ref|NR_029101.1| Veillonella ratti 
3 Veillonella ratti Bacteria; 
la. 
ref|NR_029100.1| Myceligenerans 

388894 390431 Myceligenerans 
etales; Micrococcineae; 
ref|NR_029094.1| Nocardia 

398145 399618 Nocardia 


Corynebacterineae; 


Streptomyces 
Streptomyces 


Streptomycineae; 


ref|NR_029085.1 
10506 412073 


Lactobacillus 


i 


Lactobacillus 
Lactobacillus 


465556 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


465556 Bacteria_16S 
rosea stra 


subsp. 
subsp. rosea Bact 
Roseomonas. 


465556 Bacteria_16S 


strain HTCC2506 1 


413116 413048 30 

Kx156A7 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; Lactob 
431586 431518 30 98 gi 
in MDA5605 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


98 gi 
complete se 


439394 439326 30 98 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Auran 


465556 Bacteria_16S 


strain E7107 16S 


447045 446977 30 98 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


465556 Bacteria_16S 


strain 5424 16S r 


448577 448509 30 98 
ibosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


465556 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


465556 Bacteria_16S 


strain A10 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 
465556 Bacteria_16S 477482 477414 30 98 gi| 265678733 


G1212 16S ribosomal RNA, partial sequence 476563 478023 Parac 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccu 
465556 Bacteria_16S 483654 483574 18 98 gi| 265678729 
acidaminovorans strain sr15 16S ribosomal RNA, partial sequence 
acidaminovorans Bacteria; Synergistetes; Synergistia; Synergistal 
465556 Bacteria_16S 503784 503716 30 98 gi| 265678716 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Loktanella. 

465556 Bacteria_16S 509884 509816 30 98 gi| 265678712 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Corynebacteriaceae; Corynebacterium. 

465556 Bacteria_16S 544860 544792 30 98 gi| 265678689 


IMMIB R-145 16S r 


463831 463763 30 98 gi 
n AS1.1761 16S ribosomal RNA, partial 
ria; Proteobacteria; Alphaproteobacter 
469853 469773 18 98 gi 
bosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


465556 Bacteria_16S 


strain 173-96 16S 


560207 560139 30 98 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


465556 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


465556 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


465556 Bacteria_16S 


strain CE2105 16S 


561744 561676 30 98 gi 
ain 170-96 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 


572374 572306 30 98 gi 
rain Hel 10 16S ribosomal RNA, partial 
cteria; Proteobacteria; Alphaproteobac 


629796 629728 30 98 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


465556 Bacteria_16S 


H 1 16S ribosomal 
Clostridia; Clost 


465556 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


465556 Bacteria_16S 


strain NGA 16S ri 
Synergistetes; Sy 


465556 Bacteria_16S 


strain SCII24 16S 
Proteobacteria; A 


465556 Bacteria_16S 


grignonense strai 
grignonense Bacte 


465556 Bacteria_16S 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 


643608 643540 30 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 

649755 649687 30 98 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
676876 676792 14 98 gi 
bosomal RNA, partial sequence 
nergistia; Synergistales; Synergistace 
678426 678358 30 98 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Bruce 
679871 679803 30 98 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
698018 697950 30 98 gi 


98 gi 


6S ribosomal RNA, partial sequence 438478 43991 


446125 44760 


447654 44913 


468944 47039 


543951 54542 


559287 56077 


628893 63029 


642624 644123 Sporo 


675861 67745 


677507 67890 


265678779 
quence 
acillaceae 
265678767 
sequence 
ria; Rhodo 


265678762 


timonadace 
265678757 


Acetobacte 
265678756 


Acetobacte 
265678742 
sequence 

ia; Rhizob 
265678738 


nebacterin 
265678679 


Acetobacte 
265678678 
sequence 

eria; Rhod 


265678671 
sequence 
teria; Rho 


265678631 


Rhodospiri 
265678622 


265678618 
e 64884 
les; Beije 
265678598 


ae; Anaero 
265678597 


llaceae; O 
265678596 
uence 

ia; Rhizob 


ref |NR_029084.1 

412124 413673 
; Lactobacillus. 
ref |NR_029072.1 

430661 432145 
spirillales; Ace 
ref |NR_029067.1 
Fulvimarina. 
NR_029062.1 


ae; 
ref 


race 
ref 


ae; Roseomon 
NR_029061.1 


raceae; Roseomon 
ref |NR_029047.1 

462905 464361 
iales; Xanthobac 
ref |NR_029043.1 
5 Actinomadura 
ineae; Thermomon 
ref 
occu 
Ss. 
ref|NR_029034.1 

482698 484170 
es; Synergistace 
ref|NR_029021.1 

502862 504310 
obacterales; Rho 


NR_029038.1 
s yeei Bacte 


ref|NR_029017.1 

508981 510331 
es; Corynebacter 
ref|NR_028994.1 


Nocardiacea 
NR_028984.1 


eae; 
ref 


raceae; Roseomon 
ref |NR_028983.1 

560822 562307 
ospirillales; Ac 


ref|NR_028976.1 

571472 572837 
dobacterales; Rh 
ref|NR_028936.1 
llac 


ref 
musa 


eae; Roseosp 
NR_028927.1 
ovata Bacte 


ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref |NR_028903.1 
6 Anaerobaculum 
baculum. 
ref |NR_028902.1 
4 Ochrobactrum 
chrobactrum. 
ref|NR_028901.1 
678955 680426 
iales; Brucellac 


265678584 


Lactobacillus 
Lactobacillus 


Roseomonas gilardii 
Roseomonas gilardii 


tobacteraceae; 


Fulvimarina pelagi 


9 Fulvimarina pelagi Bacteria; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Roseomonas gilardii 


5 Roseomonas gilardii Bacteria; 


as. 
Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Actinomadura latina 


latina Bacteria; 


osporaceae; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Dethiosulfovibrio 
Dethiosulfovibrio 
ae; Dethiosulfovibrio. 
Loktanella 
Loktanella 
dobacteraceae; 


Corynebacterium 
Corynebacterium 


ineae; 


Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Roseomonas 
Roseomonas 
etobacteraceae; 


Jannaschia 
Jannaschia 


odobacteraceae; 


Roseospira marina 


8 Roseospira marina Bacteria; 


ira. 
Sporomusa ovata strain 
ria; Firmicutes; 


Methylocapsa 

ocapsa acidiphila 
hylocapsa. 
Anaerobaculum mobile 
mobile Bacteria; 


Ochrobactrum tritici 


tritici Bacteria; 


Ochrobactrum 
Ochrobactrum 
eae; Ochrobactrum. 


ref|NR_028889.1 


Brevundimonas 


697118 698533 Brevundimonas aurantiaca 


Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 


465556 Bacteria_ 


strain TH-3 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
465556 Bacteria_16S 


strain MDA5527 16 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
465556 Bacteria_16S 
VKM Ac-1800 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


montpellierensis 
montpellierensis 


465556 Bacteria_16S 
paraffinivorans s 
paraffinivorans B 
Gor 
465556 Bacteria_16S 
strain J72 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_16S 


Gordoniaceae; 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
465556 Bacteria_16S 


ingluviei strain 
Bacteria; 


Bacteria; 


strain AMX51 16S 


Bacteria; 


Proteobacteria; 


strain W1219 16S 


Firmicutes; Erysi 
465556 Bacteria_16S 


yuanmingense stra 
yuanmingense Bact 
Bradyrhizobium. 


465556 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


465556 Bacteria_16S 


VKM Ac-1401 16S r 


strain IEGM 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria_16S 


strain 213E 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria_16S 


oceanense strain 
Bacteria; Proteob 


465556 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


465556 Bacteria_16S 


strain DSS-3 16S 


Firmicu 
465556 Bacteria_16S 
shriftii strain D 
Firmicu 
465556 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
465556 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
465556 Bacteria_16S 


16S 715835 715767 30 98 
ibosomal RNA, partial sequence 


gi 


741967 741899 30 98 
S ribosomal RNA, partial sequence 


gi 


756232 756152 18 98 
ibosomal RNA, partial sequence 


gi 


766912 766844 30 98 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
777683 777615 30 98 gi 
train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
donia. 

789929 789861 30 98 
bosomal RNA, partial sequence 


gi 


794494 794426 30 98 gi 
B 16S ribosomal RNA, partial sequence 


808413 808345 30 98 gi 
KR3 16S ribosomal RNA, partial sequenc 
tes; Lactobacillales; Lactobacillaceae 
817567 817499 30 98 gi 
SSE-1 16S ribosomal RNA, partial seque 
tes; Clostridia; Halanaerobiales; Halo 
825132 825064 30 98 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826634 826566 30 98 gi 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
843391 843323 30 98 

ribosomal RNA, partial sequence 


gi 


848046 847978 30 98 gi 
in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 
860067 859999 30 98 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
863126 863058 30 98 gi 
ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
870740 870672 30 98 gi 
in BO71 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


875130 875050 18 98 gi 
CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
eae; Streptosporangium. 

911773 911693 18 98 
ibosomal RNA, partial sequence 


gi 


917992 917924 30 98 
ibosomal RNA, partial sequence 


gi 


Cory 
919557 919489 30 98 gi 
ibosomal RNA, partial sequence 
Cory 
924244 924176 30 98 gi 
ASv26 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfob 
928810 928742 30 98 gi 
n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


824212 825662 Bosea 


825713 827158 Bosea 


842468 84394 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
465556 Bacteria_16S 
kondratievae stra 
Proteob 
465556 Bacteria_16S 
strain Kl 16S rib 
D 
465556 Bacteria_16S 


859076 86059 


862181 86365 


910794 91228 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 
917039 91855 


918602 92011 


rhizobiace 
265678481 
nce 84713 
terales; R 
265678472 
; Geobacte 
265678470 


elotrichac 
265678465 
uence 
ria; Rhizo 
265678462 
uence 

ctinomycet 


265678437 


265678433 


nebacterin 
265678432 


nebacterin 
265678429 
nce 92324 
acterales; 
265678426 
nce 92790 
terales; R 


930298 930230 30 98 gi 
ribosomal RNA, partial sequence 


ococcineae; 


265678571|ref|NR_028876.1| Aminobacter aganoensis 
714920 716386 Aminobacter aganoensis Bacteria; 
obacteriaceae; Aminobacter. 
265678553|ref|NR_028857.1| Roseomonas mucosa 
741046 742527 Roseomonas mucosa Bacteria; 
Acetobacteraceae; Roseomonas. 
265678542 |ref|NR_028846.1| Agromyces albus strain 
755262 756747 Agromyces albus Bacteria; 
ococcineae; Microbacteriaceae; Agromyces. 
265678535 |ref|NR_028839.1| Veillonella 
artial sequence 765978 767386 Veillonella 
tridiales; Veillonellaceae; Veillonella. 
265678528 |ref|NR_028832.1| Gordonia 
sequence 776745 778221 Gordonia 
dae; Actinomycetales; Corynebacterineae; 
265678519|ref|NR_028823.1| Gordonia sinesedis 
789013 790486 Gordonia sinesedis Bacteria; 
nebacterineae; Gordoniaceae; Gordonia. 
265678516|ref|NR_028819.1| Rhizobium loessense 
793611 794989 Rhizobium loessense Bacteria; 
biaceae; Rhizobium/Agrobacterium group; Rhizobium. 
265678507|ref|NR_028810.1| Lactobacillus 
e 807412 808917 Lactobacillus ingluviei 
; Lactobacillus. 
265678501|ref|NR_028804.1| Selenihalanaerobacter 
nce 816581 817998 Selenihalanaerobacter shriftii 
bacteroidaceae; Selenihalanaerobacter. 
265678496 |ref|NR_028799.1| Bosea vestrisii strain 
vestrisii Bacteria; Proteobacteria; 
sea. 
265678495|ref|NR_028798.1| Bosea eneae strain 
eneae Bacteria; Proteobacteria; 
sea. 
265678484 |ref|NR_028787.1| Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


ae; Bosea. 
ref|NR_028784.1] Paracoccus 
2 848491 Paracoccus kondratievae 


hodobacteraceae; Paracoccus. 

ref|NR_028775.1| Geobacter thiogenes 

6 Geobacter thiogenes Bacteria; 

raceae; Geobacter. 

ref|NR_028773.1| Bulleidia extructa 

9 Bulleidia extructa Bacteria; 

eae; Bulleidia. 

ref|NR_028768.1| Bradyrhizobium 
869838 871263 Bradyrhizobium 

biales; Bradyrhizobiaceae; 

ref|NR_028765.1| Streptosporangium 
874217 875635 Streptosporangium 

ales; Streptosporangineae; 

ref|NR_028739.1| Leifsonia poae strain 

1 Leifsonia poae Bacteria; 

; Microbacteriaceae; Leifsonia. 

ref|NR_028735.1| Gordonia amicalis 


1 Gordonia amicalis Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_028734.1| Gordonia desulfuricans 
3 Gordonia desulfuricans Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_028731.1| Desulfofrigus 

9 924771 Desulfofrigus oceanense 
Desulfobacteraceae; Desulfofrigus. 
ref|NR_028728.1| Roseovarius 

3 929320 Roseovarius nubinhibens 
hodobacteraceae; Roseovarius. 


265678425 


ref|NR_028727.1| Ruegeria pomeroyi 


929371 930833 Ruegeria pomeroyi Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 


465556 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


465556 Bacteria_16S 


strain Y9 16S rib 


956665 956597 30 98 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


964343 964275 30 
osomal RNA, partial sequence 


98 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


465556 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


465556 Bacteria_16S 


strain 1480D 16S 
Firmicutes; Bacil 


465556 Bacteria_16S 


strain SH22623 16 


970490 970422 30 98 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


1007325 1007258 30 98 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1025546 1025478 30 98 

S ribosomal RNA, partial sequence 


gi 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


465556 Bacteria_16S 


strain IFM 10035 


465556 Bacteria_16S 


strain IFM 0784 1 


465556 Bacteria_16S 


strain IFM 0575 1 


465556 Bacteria_16S 


strain IFM 10084 


465556 Bacteria_16S 


strain YZ-96 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 


465556 Bacteria_16S 


strain IFM 0245 1 


465556 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


465556 Bacteria_16S 


strain W1-2B 16S 


1039271 1039203 30 98 gi 


265678408 
sequence 


acteria; R 


265678402 


963457 96488 


nebacterin 
265678397 
uence 
teria; Des 


265678373 


1006359 10077 


265678361 


1024681 10260 


biaceae; R 
265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


1040780 1040712 30 98 gi 


nebacterin 
265678351 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


1042318 1042250 30 98 gi 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


1043878 1043810 30 98 gi 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


1045434 1045366 30 98 
ribosomal RNA, partial sequence 


gi 


Cory 
1047023 1046955 30 98 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1053010 1052942 30 98 gi 


nebacterin 
265678348 


1044481 10459 


nebacterin 
265678347 
uence 

ceae; Cera 
265678342 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


1057525 1057457 30 98 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


1069628 1069560 30 98 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


465556 Bacteria_16S 


strain JCM 21370 


465556 Bacteria_16S 


strain 21F-2 16S 


1071120 1071052 30 98 gi 


nebacterin 
265678339 
al sequenc 
eria; Rhiz 


265678331 


1068707 10701 


aulobacter 
265678330 


16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


1079941 1079873 30 98 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


465556 Bacteria_16S 


indonesiensis str 
indonesiensis Bac 
Acetobacter. 


465556 Bacteria_16S 


orleanensis strai 
orleanensis Bacte 
Acetobacter. 


465556 Bacteria_16S 


scabrisporus stra 
scabrisporus Bact 
Streptomycetaceae 


465556 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


1093666 1093598 30 98 gi 
ain 5H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 


1096551 1096483 30 98 gi 
n NBRC 13752 16S ribosomal RNA, partia 
ria; Proteobacteria; Alphaproteobacter 


1098079 1097999 18 98 gi 

in KM-4927 16S ribosomal RNA, partial 

eria; Actinobacteria; Actinobacteridae 

Streptomyces. 

1107156 1107076 18 98 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


’ 


465556 Bacteria_16S 


dehalogenans 2CP- 


Anaeromyxobacter. 


1120846 1120778 30 98 gi 
1 16S ribosomal RNA, partial sequence 


Rhodospiri 
265678323 


1079018 10804 


Acetobacte 
265678314 
quence 
eria; Rhod 
265678312 
1 sequence 
ia; Rhodos 


265678311 
sequence 
Actinomy 


’ 


265678304 
11062 


ales; Stre 


ref |NR_028710.1 
955748 957207 
hizobiales; Phyl 


ref|NR_028704.1 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


eae; Nocardiacea 
ref |NR_028699.1 
969528 971049 
ulfovibrionales; 


ref|NR_028675.1 


e; Nocardia. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


ref|NR_028663.1 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


hizo 
ref 


bium/Agrobac 
NR_028654.1 


terium group; Rhizobium. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


Nocardiacea 
NR_028653.1 


eae; 
ref 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


Nocardiacea 
NR_028652.1 


eae; 
ref 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


Nocardiacea 
NR_028651.1 


eae; 
ref 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


Nocardiacea 
NR_028650.1 


eae; 
ref 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


eae; Nocardiacea 
ref |NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028644.1 


e; Nocardia. 
Cerasibacillus 
2 Cerasibacillus 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


eae; Nocardiacea 
ref|NR_028641.1 
e 1056603 105808 
obiales; Bradyrh 


ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref |NR_028632.1 


e; Nocardia. 
Rhodopseudomonas 

7 Rhodopseudomonas 

izobiaceae; 


Brevundimonas nasdae 
nasdae Bacteria; 
onas. 

Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


llac 
ref 


eae; Tistrel 
NR_028625.1 


la. 
Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


raceae; Acetoba 


ospirillales 
NR_028614.1 

1095628 109707 
pirillales; Acet 


ref|NR_028613.1 
1097121 109859 
cetales; Strepto 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae; 


228716127 


ref|NR_027547.1 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter 
0 Acetobacter 
obacteraceae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Anaeromyxobacter 


1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 


465556 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; 


Actinobacteridae; 


465556 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


465556 Bacteria_16S 
phragmitetus stra 


phragmitetus Bact 
Pannonibacter. 


465556 Bacteria_16S 


moniliformis DSM 
DSM 12112 Bacteri 


465556 Bacteria_16S 


1279 16S ribosoma 


Deinococcus-Thermus; 
465556 Bacteria_16S 


DSM 9946 16S ribo 


Deinococcus-Thermus; 
465556 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 
465556 Bacteria_16S 


DSM 14365 16S rib 
Bacteria; Proteob 


465556 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


465556 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


465556 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


465556 Bacteria_16S 


temperatum strain 
temperatum Bacter 


465556 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


465556 Bacteria_16S 


506 16S ribosomal 
Alphaproteobacter 


465556 Bacteria_16S 


YIM 30243 16S rib 
Actinobacteria; A 


465556 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


465556 Bacteria_16S 


thermacidophilum 


Lactobacillales; 
465556 Bacteria_16S 
CMS 81 16S riboso: 


1123951 1123883 30 98 

S ribosomal RNA, partial sequence 
Lactobacillaceae; 
1137440 1137360 18 98 
mal RNA, complete sequence 
Actinomycetales; Micrococcineae; Micr 
1138991 1138911 18 98 gi 
omal RN 
Actinomycetales; Micrococcineae; Micr 
1143523 1143455 30 98 gi 
in C6-19 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


gi 


Lactobac 
gi 


1157106 1157038 30 
12112 16S ribosomal RNA, partial seque 
a; Fusobacteria; Fusobacteriales; Fuso 
1158583 1158515 30 98 gi 
partial sequence 


98 gi 


1 RNA, 


Deinococci; Thermales; Thermaceae; 
1163162 1163094 30 98 gi 
somal R 


Deinococci; Thermales; Thermaceae; 

1172310 1172230 18 98 gi 
11002 16S ribosomal RNA, partial sequ 
11002 Bacteria; Synergistetes; Synerg 


1210181 1210113 30 

osomal RNA, partial sequence 
acteria; Deltaproteobacteria; Myxococc 
1232750 1232682 30 98 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1238843 1238775 30 98 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1240359 1240291 30 98 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1243347 1243279 30 98 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1270511 1270443 30 98 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


98 gi 


1306504 1306436 30 
RNA, complete sequence 
ia; Rhizobiales; Xanthobacteraceae; 
1326419 1326351 30 98 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1329420 1329352 30 98 gi 
5 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1330987 1330907 17 97 gi 
subsp. porcinum strain P3-14 16S ribos 


98 gi 


st 
gi 


1122944 11244 


1136447 1137959 Leifs 


A, complete sequence 1138010 1139535 Leifs 


1157686 1159115 Meiot 


NA, partial sequence 1162257 1163688 Meiot 


1209193 12106 


1305606 1307012 Stark 


1325499 13269 


ne 


omal RNA, 


224581425 


illus. 
253680765 


obacteriac 
253680764 


obacteriac 
253680761 
quence 

ria; Rhodo 


228721492 
nce 11561 
bacteriace 
228721491 


228720981 


228719312 
ence 11713 
istia; Syn 


228715350 


ales; Nann 
219878271 
quence 
cteria; Rh 
219878163 
sequence 
ria; Rhizo 
219878162 
equence 
ia; Rhizob 
219878114 
quence 

a; Rhizobi 
219846400 
sequence 
ia; Desulf 


219846269 


arkeya. 
219846136 


nebacterin 
219846090 
13284 
llaceae; 
219846082 


Meiothermus. 


Meiothermus. 


ref|NR_027206.1 
63 Lactobacillus 


ref 
onia 
eae; 
ref 
onia 
eae; 


NR_028013.1 
aurea Bact 
Leifsonia. 
NR_028012.1 
rubra Bact 
Leifsonia. 
ref|NR_028009.1 

1142608 114408 
bacterales; Rho 


ref|NR_027615.1 
51 1157635 Strept 
ae; Streptobacil 
ref|NR_027614.1 
hermus ruber DS 


ref|NR_027600.1 
hermus silvanus 


ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 
ref|NR_027522.1 
ocystineae; Hali 
ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref |NR_025302.1 

1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025253.1 
1242462 124386 
ales; Phyllobact 
ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref 
eya 


NR_025859.1 
novella Bact 


ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_025672.1 
complete sequenc 


e 


e 


id 


M 


Lactobacillus antri 
antri Bacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Streptobacillus 
obacillus moniliformis 
lus. 
Meiothermus ruber DSM 
1279 Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Dethiosulfovibrio 
sulfovibrio 


rgistaceae; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 


angiaceae; Haliangium. 
Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Aminobacter 

4 Aminobacter 

cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 

Desulfonema 

5 Desulfonema 

ulfobacteraceae; 


Starkeya novella DSM 
eria; Proteobacteria; 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 

Dialister invisus DSM 
ter invisus DSM 15470 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


465556 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


465556 Bacteria_16S 


DSM 43247 16S rib 
Bacteria; Actinob 


465556 Bacteria_16S 


antarcticus strai 
Bacteria; Proteob 


Bifidobacteriaceae; Bifidobacterium. 


v 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
1362878 1362810 30 98 gi 
n 307 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


465556 Bacteria_16S 


1340081 1340013 30 98 gi| 228721340 
train MSR-1 16S ribosomal RNA, partial sequence 
SR-1 Bacteria; Proteobacteria; Alphaproteobacter 

1350930 1350862 30 98 gi| 228720546 


1349993 13514 
ales; 


nce 
terales; 


Cory 
228719132 
13619 
R 
228719040 


1365779 1365711 30 98 gi 


ref|NR_027605.1 
1339181 134062 
ia; Rhodospirill 


ref |NR_027594.1 
nebacterineae; G 
ref|NR_027580.1 
76 1363364 Octade 
hodobacteraceae; 
ref|NR_027578.1 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Octadecabacter 
cabacter antarcticus 307 
Octadecabacter. 
Nitrobacter 


hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 


465556 Bacteria_16S 
magneticus strain 
Bacteria; Proteob 
465556 Bacteria_16S 
strain HTCC2516 1 
Bacteria; Proteob 
465556 Bacteria_16S 
naphthalenivorans 
CJ2 Bacteria; Pro 
465556 Bacteria_16S 


HEL-45 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodob 


465556 Bacteria_16S 
silvestris strain 
Bacteria; Proteob 
465556 Bacteria_16S 
nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 
465556 Bacteria_16S 
cibinongensis str 


1368959 1368891 30 


RS-1 16S ribosomal RNA, 
acteria; Deltaproteobacteria; 


1370484 1370416 30 


1376609 1376541 30 


1379591 1379523 30 


1381015 1380947 30 


1397497 1397429 30 


1406471 1406403 30 


98 
compl 


98 


6S ribosomal RNA, partial sequence 1369567 
acteria; Alphaproteobacteria; Rhodobac 


98 


CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 


98 
13 


98 


BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 


98 


RS 2060 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteo 


98 


ain 4H-1 16S ribosomal RNA, partial se 


228718692 
ence 13679 
ibrio 
228718299 
13709 
terales; 
228717818 
ce 13756 
olderiales 

gi|228717469 
78686 1380064 


gi 
ete sequ 
Desulfov 


gi 


gi 


228717274 
ce 13801 
les; 
228715764 


gi 


gi 
bacteria; 


219857143 
quence 


gi 


nales; 


R 


Ocean 


acter 


Beije 


ref 


v 
ref 


ref 


a 
ref 


ref 


Rhiz 


ref 


77 1369516 Desul 
De 


65 1377116 Polar 
Comamonadacea 


ibul 
acea 


15 1381523 Methy 


rinckiaceae; Methylocella. 


1396599 13980 


1405568 14069 


NR_027575.1 
£ 
sulfovibrio 
NR_027572.1 
bacteraceae; 
NR_027567.1 


NR_027563.1 
bus indolif 
e; Oceanibul 
NR_027561.1 
1 


NR_027539.1 
3 
obiales; it: 
NR_024771.1 
8 


n 


e 


Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 
hodo 


Oceanicola. 
Polaromonas 


omonas naphthalenivorans 
e 


; Polaromonas. 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Methylocella 
ocella silvestris BL2 


Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Acetobacter 
1 Acetobacter 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

465556 Bacteria_16S 1444798 1444730 30 98 gi|224581424|ref|NR_027205.1| Thalassobacter 
stenotrophicus strain 5SM22 16S ribosomal RNA, partial sequence 1443876 1445340 Thalassobacter 
stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 

465556 Bacteria_16S 1476426 1476343 15 98 gi| 219878445 |ref|NR_025584.1| Mycobacterium avium 
subsp. avium strain DSM 44156 16S ribosomal RNA, partial sequence 1475465 1476936 Mycobacterium avium 
subsp. avium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium avium complex (MAC). 

465556 Bacteria_16S 1477969 1477901 30 98 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

465556 Bacteria_16S 1485621 1485553 30 98 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

465556 Bacteria_16S 1487138 1487070 30 98 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 
strain SO2 16S ribosomal RNA, partial sequence 1486230 1487690 Rhizobium huautlense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
465556 Bacteria_16S 1493189 1493121 30 98 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
strain SA35 16S ribosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

465556 Bacteria_16S 1515578 1515510 30 98 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

465556 Bacteria_16S 1521597 1521529 30 98 gi|219857610|ref|NR_025199.1] Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

465556 Bacteria_16S 1527770 1527690 18 98 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

465556 Bacteria_16S 1529274 1529194 18 98 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

465556 Bacteria_16S 1530782 1530702 18 98 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

465556 Bacteria_16S 1535317 1535237 18 98 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

465556 Bacteria_16S 1569916 1569848 30 98 gi|219878173|ref|NR_025312.1| Defluvibacter 
lusatiensis strain S1 16S ribosomal RNA, partial sequence 1569018 1570426 Defluvibacter lusatiensis 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Defluvibacter. 


465556 Bacteria_16S 
faecalis strain g 
Proteob 
465556 Bacteria_16S 
americanum strain 
americanum Bacter 
Sinorhizobium/Ens 
465556 Bacteria_16S 
fryxellensis stra 
fryxellensis Bact 


Bacteria; 


Loktanella. 


465556 Bacteria_16S 
strain T4 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
465556 Bacteria_16S 


inopinata strain 
Bacteria; 


strain DSM 5901 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
465556 Bacteria_16S 
DSM 5900 16S ribo 
Alphaproteobacter 
465556 Bacteria_16S 
VKM B1479 16S rib 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
465556 Bacteria_16S 
gallinifaecis str 


gallinifaecis Bac 


465556 Bacteria_16S 
echinoides strain 
echinoides Bacter 
465556 Bacteria_16S 
atypicum strain R 
Bacteria; Actinob 


Corynebacterium. 


465556 Bacteria_16S 


strain R-8904 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
465556 Bacteria_16S 


strain WAL 14325 
Fusobacteria; Fus 


465556 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


465556 Bacteria_16S 


strain LMG 1746 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
465556 Bacteria_16S 


strain LMG 1625 1 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
465556 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


465556 Bacteria_16S 


strain SPR2 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


465556 Bacteria_16S 


strain Kb2 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_16S 


scardovii strain 
scardovii Bacteri 
Bifidobacterium. 


465556 Bacteria_16S 


Firmicu 
465556 Bacteria_16S 


1572934 1572866 30 98 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1580522 1580454 30 98 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 

1612694 1612626 30 98 gi 
in LMG 22007 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


1629329 1629261 30 
osomal RNA, partial sequence 


98 gi 


162 


1632386 1632318 30 98 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1647609 1647541 30 98 gi 
6S ribosomal RNA, partial sequence 164 


1649106 1649038 30 98 gi 
somal RNA, partial sequence 1648203 164 
ia; Rhodospirillales; Acetobacteraceae 
1650598 1650530 30 98 gi 
osomal RNA, partial sequence 164 


, 


1656743 1656675 30 98 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1704180 1704112 30 98 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1710252 1710184 30 98 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1711744 1711676 30 98 
ribosomal RNA, partial sequence 


gi 
171 


1720936 1720868 30 98 gi 
16S ribosomal RNA, partial sequence 171 
obacteriales; Fusobacteriaceae; Cetoba 
1746817 1746737 18 98 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1749822 1749754 30 98 gi 
6S ribosomal RNA, partial sequence 174 


1751314 1751246 30 98 gi 
6S ribosomal RNA, partial sequence 175 


1752869 1752801 30 98 gi 
16S ribosomal RNA, partial sequence 175 
lales; Bacillaceae; Bacillus. 

1759071 1759003 30 98 
ibosomal RNA, partial sequence 


gi 
175 


1783114 1783046 30 98 gi 
16S ribosomal RNA, partial sequence 

teria; Fusobacteriales; Fusobacteriace 
1810448 1810380 30 98 gi 
bosomal RNA, partial sequence 180 


1833407 1833327 17 97 gi 
CCUG 13008 16S ribosomal RNA, partial 


a; Actinobacteria; Actinobacteridae; B 


1841057 1840989 30 98 


gi 


le 
se 


a; 


1 
ri 


ri 
en 


es 


Ac 


ob 


er 


a 


ce 
al 


ho 


ct 


1 


Ac 
219878373 


Ac 
219878372 


ne 
219878348 


ae 
219878329 


ne 

219878313 
se 
if 


219857383 
15720 
Ss; 
219878491 
quence 


219878468 
a; 


219878457 
8419 16298 


219878455 
ce 16314 


v 


219878444 
6706 16481 


219878443 
9649 Stell 
Stella. 

219878442 
9700 16511 


219878437 
sequence 
ia; Rhiz 
219878405 
sequence 
a 


219878401 
17093 
es; 


219878400 
0844 17122 


219878394 
9990 17214 
erium. 

219878376 


Actinomyc 


219878374 


8919 17503 
etobacte 


0411 17518 
etobacte 


1903 17534 


219878366 


8120 17596 
bacterin 


17821 
Sneath 


’ 


9512 18109 
bacterin 


quence 
idobacte 


219878308 


Brady 


Rhizobi 


sequence 
Rhodo 


nckiacea 


Erysip 


etobacte 


acterace 


Rhizobi 


Cory 


dobacter 


sequence 


ref |NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_025251.1 

1579624 158106 
ales; Rhizobiace 
ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025583.1 


race 
ref 
a hu 


ae; Stella. 
NR_025582.1 
mosa Bacteri 
ref|NR_025581.1 
ae; Labrys. 
ref|NR_025576.1 
1655822 165727 
obiales; Brucell 
ref|NR_025544.1 

1703281 170468 
ales; Methylocys 
ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 
ref|NR_025539.1 
aceae; Loktanell 
ref |NR_025533.1 
59 Cetobacterium 


es; Stre 
ref 


NR_025513.1 


race 
ref 


ae; Acetobac 
NR_025512.1 


race 
ref 


ae; Acetobac 
NR_025511.1 


ref|NR_025505.1 
eae; Gordoniacea 
ref|NR_025487.1 
75 1783536 Sneath 
ia. 
ref |NR_025468.1 
eae; Gordoniacea 
ref|NR_025452.1 
1832458 183383 
riales; Bifidoba 


ref 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Loktanella 
8 Loktanella 


obacteraceae; 


Methylocella tundrae 


tundrae Bacteria; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 

Stella vacuolata 


52 Stella vacuolata Bacteria; 


Stella humosa strain 
a; Proteobacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Ochrobactrum 
4 Ochrobactrum 
aceae; Ochrobactrum. 
Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Loktanella salsilacus 


58 Loktanella salsilacus Bacteria; 


a. 
Cetobacterium somerae 
somerae Bacteria; 


Actinomadura 
0 Actinomadura 


porangineae; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 


ter. 
Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Sneathia sanguinegens 
ia sanguinegens 


Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 
Bifidobacterium 

7 Bifidobacterium 

cteriaceae; 


Lactobacillus 


NR_025447.1 


paraplantarum strain DSM 10667 16S ribosomal RNA, partial sequence 1840072 1841573 Lactobacillus 
paraplantarum Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


465556 Bacteria_16S 
strain SE3104 16S 


465556 Bacteria_16S 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; 
Thermobifida. 


Nocardiopsaceae; 
465556 Bacteria_16S 


asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Chelatococcus. 
465556 Bacteria_16S 
chacoense strain 
Bacteria; 
465556 Bacteria_16S 
strain DSM 20285 
Firmicutes; 
465556 Bacteria_16S 


fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; 


Methylobacterium. 
465556 Bacteria_16S 
strain TMW 1.666 
Bacteria; Firmicutes; 
465556 Bacteria_16S 


ferrugineus strain Cb fel8 16S ribosomal RNA, 


ferrugineus Bacteria; 
Cystobacteraceae; 
465556 Bacteria_16S 


strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


465556 Bacteria_16S 
strain ATCC 15257 
Bacteria; 
465556 Bacteria_16S 
strain ATCC 15253 


465556 Bacteria_16S 


strain DSM 176 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


465556 Bacteria_16S 
smegmatis strain 


Mycobacteriaceae; 
465556 Bacteria_16S 
thermocoprophilus 
thermocoprophilus 
Streptomycetaceae; 
465556 Bacteria_16S 


strain IBS 506 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


465556 Bacteria_16S 


strain IBS 382 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


465556 Bacteria_16S 


aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 


Nitratireductor. 
465556 Bacteria_16S 


strain H-8 16S ribosomal 
Proteobacteria; Alphapro 


465556 Bacteria_16S 


zeaxanthinifaciens strai 
zeaxanthinifaciens Bacte 


Paracoccus. 
465556 Bacteria_16S 


strain F829 16S ribosoma 
Actinobacteria; Actinoba 


465556 Bacteria_16S 
strain NCIMB 8634 16S 


465556 Bacteria_16S 


Lactobacillales; 


16S ribosomal RNA, 


1851744 1851676 30 


1853135 1853055 18 


1868393 1868325 30 


1889900 1889832 30 


1918489 1918421 30 


1939724 1939656 30 


1944408 1944340 30 


Lactobacillales; 
1987174 1987106 30 


Proteobacteria; 


Cystobacter. 


2014818 2014738 17 


2022181 2022113 30 


2023670 2023602 30 


2025180 2025112 30 


2034157 2034074 15 


2058917 2058837 18 


2075663 2075595 30 


2084916 2084848 30 


2098551 2098483 30 


2154546 2154478 30 


2159083 2159015 30 


2162080 2162012 30 


2171324 2171256 30 
ribosomal 


2174302 2174234 30 


98 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


98 


98 


98 


PR5 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


98 


16S ribosomal RNA, partial sequence 1917484 19190 
Lactobacillaceae; 


98 


98 


complete sequence 
Lactobacillaceae; 


98 


complete sequence 
Deltaproteobacteria; 


97 


98 


16S ribosomal RNA, partial sequence 20212 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


98 


16S ribosomal RNA, partial sequence 20227 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacter 


98 


complete sequence 2024259 20257 


98 


ATCC 19420 16S ribosomal RNA, partial sequence 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 


98 


strain B19 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


98 


98 


98 


98 


RNA, partial sequence 
teobacteria; Rhodospirillales; 


98 


98 


1 RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


98 


RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


98 


Pediococcus. 


gi|219878301 


1850849 18521 


gi|219878299 


gi|219878289 


gi|219878272 


gi|219878249 


gi|219878235 


gi|219878232 
19433 


gi|219878204 


gi|219878186 


gi|219878181 


gi|219878180 


gi|219878179 


gi|219878172 


gi|219878152 


Act 


gi|219878139 
2074760 20762 


gi|219878133 
2084014 20854 


gi|219878123 
Rhizo 


gi| 219857632 
2153652 21550 
Acetobacte 
gi|219857629 


n ATCC 21588 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


gi| 219857627 
2161153 21625 


gi|219857621 
21703 


Pseudomonadales; Pseudomonadaceae; 


Rhodospirillaceae; 


Actinomycetales; 


Myxococcales; 


ref |NR_025440.1 


ref |NR_025438.1 


ref|NR_025428.1 


ref |NR_025411.1 


ref 


NR_025388.1 


ref |NR_025374.1 


ref|NR_025371.1 


ref |NR_025343.1 


ref|NR_025325.1 
Hyphomonas. 


ref |NR_025320.1 


ref|NR_025319.1 
aceae; 
ref |NR_025318.1 
08 Isochromatium 
Isochromatium. 
ref|NR_025311.1 


ales; 


ref |NR_025291.1 
2057971 2059469 


ref |NR_025278.1 
Bartonella. 
ref|NR_025272.1 


Bartonella. 
ref|NR_025262.1 

2097632 2099087 
biales; 
ref|NR_025221.1 
raceae; 
ref|NR_025218.1 
2158194 
Rhodobacterales; 
ref|NR_025216.1 


Nocardiaceae 


ref |NR_025210.1 


gi|219857619 


aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 


ref |NR_025208.1 
2173451 2174859 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 
Roseospira. 


Thermobifida 


1852181 1853675 Thermobifida 
Streptosporangineae; 


Chelatococcus 


1867493 1868858 Chelatococcus 
Rhizobiales; Beijerinckiaceae; 


Mesorhizobium 


1888988 1890453 Mesorhizobium chacoense 
Phyllobacteriaceae; Mesorhizobium. 


Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Methylobacterium 


1938810 1940249 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 


Lactobacillus frumenti 


98 1944958 Lactobacillus frumenti 
Lactobacillus. 


Cystobacter 


1986193 1987709 Cystobacter 
Cystobacterineae; 


Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 
yphomonadaceae; 


Caulobacter fusiformis 


81 2022719 Caulobacter fusiformis 


Caulobacter. 
Caulobacter henricii 


70 2024208 Caulobacter henricii Bacteria; 
Caulobacter. 


Isochromatium buderi 


buderi Bacteria; 


Mycobacterium 


2033216 2034702 Mycobacterium 
Corynebacterineae; 


Streptomyces 
Streptomyces 


inomycetales; Streptomycineae; 


Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nitratireductor 
Nitratireductor 


Phyllobacteriaceae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 
Rubritepida. 


Paracoccus 
2159597 Paracoccus 
Rhodobacteraceae; 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 


; Nocardia. 
Cellvibrio fulvus 


56 2171849 Cellvibrio fulvus Bacteria; 
Cellvibrio. 


Rhodococcus 
Rhodococcus 


aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Rhodococcus. 


465556 Bacteria_16S 2194020 2193952 30 98 gi|219857603|ref|NR_025191.1| Meiothermus 
taiwanensis strain WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
taiwanensis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

465556 Bacteria_16S 2195538 2195470 30 98 gi|219857602|ref|NR_025190.1]| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

465556 Bacteria_16S 2221259 2221191 30 98 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

465556 Bacteria_16S 2222669 2222601 30 98 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

465556 Bacteria_16S 2233378 2233310 30 98 gi|219857577|ref|NR_025165.1| Gordonia namibiensis 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordonia namibiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

465556 Bacteria_16S 2245476 2245408 30 98 gi|219857569|ref|NR_025157.1| Rhizobium indigoferae 
strain CCBAU 71042 16S ribosomal RNA, partial sequence 2244578 2245989 Rhizobium indigoferae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; 
Rhizobium. 

465556 Bacteria_16S 2247009 2246929 18 98 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

465556 Bacteria_16S 2295932 2295864 30 98 gi|219857533|ref|NR_025121.1| Bartonella bovis 
strain 91-4 16S ribosomal RNA, partial sequence 2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

465556 Bacteria_16S 2297398 2297330 30 98 gi|219857532|ref|NR_025120.1| Bartonella capreoli 
strain IBS 193 16S ribosomal RNA, partial sequence 2296489 2297931 Bartonella capreoli Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

465556 Bacteria_16S 2300363 2300295 30 98 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

465556 Bacteria_16S 2301831 2301763 30 98 gi|219857529|ref|NR_025117.1| Afipia birgiae strain 
34632 16S ribosomal RNA, partial sequence 2300928 2302353 Afipia birgiae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

465556 Bacteria_16S 2306471 2306403 30 98 gi|219857525|ref|NR_025113.1]| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

465556 Bacteria_16S 2335265 2335197 30 98 gi|219857505|ref|NR_025093.1| Paracoccus methylutens 


strain DM12 16S r 
Proteobacteria; A 


465556 Bacteria_16S 


singaporensis str 
singaporensis Bac 
Nocardioidaceae; 


465556 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


465556 Bacteria_16S 


strain IMMIB D-15 
Actinobacteria; A 


465556 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


465556 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


465556 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


465556 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
2344232 2344148 14 98 gi 
ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
Actinopolymorpha. 

2351749 2351669 18 98 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2383674 2383606 30 98 gi 
92 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2395828 2395760 30 98 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2400349 2400281 30 98 gi 
strain CM2 16S ribosomal RNA, partial 

Bacteria; Proteobacteria; Alphaproteob 


ho 


s 
e; 


ne 


ne 


ne 


se 
ac 


2403390 2403322 30 98 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Veillonellaceae; 
2426551 2426483 30 98 gi 
ribosomal RNA, partial sequence 
lales; Planococcaceae; 


Vv 


Viridibacillus. 


465556 Bacteria_16S 


2334350 23357 


219857498 


219857493 


219857471 


219857463 


2394935 23963 


219857460 


219857458 


219857441 
2425586 24269 


dobacter 


equence 


23507 
rgistace 


23827 
bacterin 


llaceae; 


quence 


teria; R 


24024 
eillonel 


2429356 2429288 30 98 gi 


219857438 


Actinomycet 


aceae; Paracoccu 
ref|NR_025086.1 

2343294 234473 
ales; Propio 


ref|NR_025081.1 
96 2352265 Dethio 
ae; Dethiosulfov 
ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref |NR_025051.1 


Bartonella. 
ref |NR_025048.1 

2399427 240087 
hizobiales; Hyph 


ref |NR_025046.1 
23 2403914 Veillo 
la. 


ref |NR_025029.1 


ref|NR_025026.1 


sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 


sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; 


05 Paracoccus methylutens Bacteria; 


Sz 
Actinopolymorpha 
5 Actinopolymorpha 
nibacterineae; 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Veillonella criceti 
nella criceti Bacteria; 


Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Desulfotomaculum 


2428395 242981 
Desu 


8 Desulfotomaculum 
1lfotomaculum. 


465556 Bacteria_16S 
strain CCUG 43179 16S ribosomal RNA, 
Bacteria; Firmicutes; Lactobacillales; 
465556 Bacteria_16S 2497238 2497170 30 
strain DNP505 16S 


2465775 2465707 30 


465556 Bacteria_16S 
strain SCH-89 16S 


2536757 2536677 17 


465556 Bacteria_16S 2538115 2538035 17 


98 


complete sequence 
Lactobacillaceae; 


98 


ribosomal RNA, partial sequence 


97 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


97 


strain VP-6 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


465556 Bacteria_16S 2539520 2539440 17 


97 


strain VP-5 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 


465556 Bacteria_16S 2549835 2549767 30 


98 


strain C-29 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


465556 Bacteria_16S 2568233 2568165 30 


98 


strain AN1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


465556 Bacteria_16S 2594460 2594378 15 


strain FI-25796 16S ribosomal RNA, partial sequence 2593502 25949 


97 


219857406|ref 


gi 


219857385 |ref 


gi 


2464763 2466330 Lacto 
Lactobacillus 


NR_024994.1 


NR_024973.1 


Lactobacillus mucosae 


bacillus mucosae 


Rhodococcus koreensis 


2496307 2497779 Rhodococcus koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857353|ref 


gi 


NR_024941.1 


Nocardiaceae; 


Rhodococcus. 
Hyphomonas oceanitis 


2535834 2537142 Hyphomonas oceanitis Bacteria; 


219857352 |ref 


gi 


yphomonadaceae; 


NR_024940.1 


Hyphomonas. 


Hyphomonas rosenbergii 


2537193 2538546 Hyphomonas rosenbergii Bacteria; 


219857351|ref 


gi 


NR_024939.1 


Hyphomonas. 


Hyphomonas hirschiana 


2538597 2539930 Hyphomonas hirschiana Bacteria; 


219857344 |ref 


gi 


NR_024932.1 


Hyphomonas. 


Bartonella koehlerae 


2548929 2550343 Bartonella koehlerae Bacteria; 


Bartonellaceae; 


gi|219857289|ref 


Bartonella. 


NR_024920.1 


Nitrobacter alkalicus 


2567339 2568717 Nitrobacter alkalicus Bacteria; 


Bradyrhizobiaceae; 
gi|219857272|ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


465556 Bacteria_16S 
strain ACCC 19665 
Bacteria; 
465556 Bacteria_16S 


2623648 2623580 30 


2642014 2641946 30 


strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 26425 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacter 


465556 Bacteria_16S 2661676 2661608 30 


multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methyl 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Bacteria; 


465556 Bacteria_16S 2672065 2671985 18 


strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 26725 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


465556 Bacteria_16S 
strain MS1-3 16S 


2678130 2678062 30 


465556 Bacteria_16S 
strain IFM 10088 


2688629 2688561 30 


98 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; 


98 


98 


98 


98 


ribosomal RNA, partial sequence 


98 


219857249 |ref 


gi 


Phyllobac 


gi|219857230|ref 


219857216|ref 


gi 


219857208|ref 


gi 
Helicobacte 


gi|219857204|ref 


10 Mycobacterium 


Hyphomicr 


55 Helicobacter 


Nitrobacter. 
NR_024903.1 


Mycobacteri 
NR_024879.1 


NR_024858.1 


aceae; Desul 
NR_024844.1 


NR_024836.1 


raceae; Heli 
NR_024832.1 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Mesorhizobium amorphae 


2622731 2624203 Mesorhizobium amorphae 
teriaceae; Mesorhizobium. 


Desulfocella halophila 


73 Desulfocella halophila Bacteria; 


focella. 
Methylorhabdus 
orhabdus multivorans 


obiaceae; Methylorhabdus. 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Nocardia takedensis 


2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


219857197 |ref 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


465556 Bacteria_16S 2708204 2708124 18 


thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 


98 


219857183 |ref 


gi 


thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylob 


Hydrogenimonas. 


465556 Bacteria_16S 2720102 2720034 30 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
465556 Bacteria_16S 2730829 2730761 30 
strain SIR-1 16S 


465556 Bacteria_16S 2747074 2747006 30 


baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
2752940 2752860 18 


Nocardiaceae; 
465556 Bacteria_16S 
sphaerica strain 


98 


98 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; 


98 


98 


JCM 9374 16S ribosomal RNA, partial sequence 


219857175|ref 


gi 
Actinomyce 


219857167 |ref 


gi 


2707242 270866 


sequence 2719156 272065 


NR_024825.1 


Nocardiacea 
NR_024811.1 


acterales; H 
NR_024803.1 


tales; Coryn 


NR_024795.1 


Nocardiaceae; 


Nocardia. 
Nocardia sienata 


16S ribosomal RNA, partial sequence 2687699 2689113 Nocardia sienata Bacteria; 


e; Nocardia. 
Hydrogenimonas 
3 Hydrogenimonas 
ydrogenimonaceae; 


Nocardia 
4 Nocardia 


ebacterineae; 


Plesiocystis pacifica 


2729867 2731350 Plesiocystis pacifica Bacteria; 


Na 


gi|219857156|ref 


Actinomycet 


219857151|ref 


gi 


sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Streptosporangiaceae; 
465556 Bacteria_16S 


Planomonospora. 
2754436 2754356 18 


98 


219857150|ref 


gi 


2746146 274749 


2752000 275344 


nnocystaceae 
NR_024784.1 


ales; Coryne 
NR_024779.1 
; Streptospo 


NR_024778.1 


; Plesiocystis. 
Rhodococcus 

3 Rhodococcus 

bacterineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
465556 Bacteria_16S 
strain IFO 16295 


2770999 2770931 30 


98 


16S ribosomal RNA, partial sequence 2770058 27715 


Streptosporanginea 


219857137 |ref 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


465556 Bacteria_16S 2819274 2819194 18 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Planomonospora. 


98 


219856911|ref 


e; Streptosp 
NR_024765.1 


Nocardiacea 
NR_024732.1 


gi 


orangiaceae; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 


Strept 


Planomonospora 


2818334 2819777 Planomonospora 


osporangineae; 


465556 Bacteria_ 
strain JCM 3166 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Planobispora. 
465556 Bacteria_16S 2822261 2822181 18 98 gi 


parontospora subs 
Planomonospora parontospora subsp. 


Actinomycetales; 


465556 Bacteria_ 
strain MK703-102F 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
465556 Bacteria_ 
CMN3 16S ribosoma 
Ss 
465556 Bacteria_ 
carboxydohydrogena strain DSM 1083 16S ribosomal RNA, p 
carboxydohydrogen 
465556 Bacteria_ 
strain SJS0289-JS 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_ 


Spirochaetales; 


strain IFO 15467 
Proteobacteria; 


Acidiphilium. 


465556 Bacteria_ 


strain IFO 16068 


Nocardiaceae; 


strain IFO 15059 


Nocardioidaceae; 


465556 Bacteria_16S 
strain SG3902 16S 
Clost 
465556 Bacteria_16S 
polyisoprenivoran 
polyisoprenivoran 


Firmicutes; 


Gordoniaceae; 


Bacteria; 


465556 Bacteria_16S 


Rhodococcus. 
465556 Bacteria_16S 


16S 2820767 2820687 18 98 gi 


p- antibiotica strain JCM 3094 16S rib 
Streptosporangineae; Streptosporangiac 
16S 2834404 2834336 30 98 gi 
1 16S ribosomal RNA, partial sequence 


16S 2845080 2845000 18 
1 RNA, partial sequence 
pirochaetaceae; Borrelia; Borrelia bur 
16S 2860569 2860501 30 98 gi 


98 gi 


a Bacteria; Proteobacteria; Alphaprote 
16S 2906617 2906549 30 98 gi 
1 16S ribosomal RNA, partial sequence 
16S 2930957 2930889 30 


98 gi 


16S 2936964 2936896 30 98 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 
16S 2955109 2955041 30 


98 gi 


16S 2979454 2979374 18 98 gi 
rain A1484 16S ribosomal RNA, partial 
; Streptomyces. 


2985566 2985498 30 98 gi 


2987088 2987020 30 98 gi 
train NCIMB 13082 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
2988614 2988546 30 


98 gi 


2994630 2994562 30 98 gi 
ria; Proteobacteria; Alphaproteobacter 
terium group; Agrobacterium. 

3005429 3005361 30 98 gi 
6 16S ribosomal RNA, partial sequence 
3012904 3012824 18 98 gi 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3017532 3017464 30 98 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; 
3023474 3023406 30 98 gi 
s strain Kd2 16S ribosomal RNA, partia 


gi 


6S ribosomal RNA, partial sequence 2819828 28212 


2844116 2845615 Borre 


16S ribosomal RNA, partial sequence 2930007 29314 
Gammaproteobacteria; Oceanospirillales; 
465556 Bacteria_ 
multivorum strain 
multivorum Bacter 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_ 
thermolineatus st 
thermolineatus Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; 
465556 Bacteria_16S 
strain 10.268-1 16S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_16S 
wratislaviensis s 
wratislaviensis B 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_16S 
larrymoorei strain AF3.10 16S ribosomal RNA, partial se 
larrymoorei Bacte 
Rhizobium/Agrobac 
465556 Bacteria_16S 
strain NCIMB 1112 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
465556 Bacteria_16S 
aurantiacus strain BC361 16S ribosomal RNA, partial seq 
aurantiacus Bacte 


3016582 30179 
Halobacteroidaceae; 


s Bacteria; Actinobacteria; Actinobacteridae; Ac 
Gordonia. 
465556 Bacteria_16S 

immobile strain E 
Proteob 
465556 Bacteria_16S 
cylindrosporum st 
cylindrosporum Bacteria; 


219856910 
ptosporang 


219856909 
osomal RNA 


antibiotica Bacteria; Actinobacteria; 


eae; Plano 
219856901 
28334 


219856894 


gdorferi g 
219856884 
artial seq 
obacteria; 
219856852 
29056 
nebacterin 
219856836 


Oceanobac 
219856832 
equence 

a; Rhodosp 
219856820 


nebacterin 


ref |NR_024731.1 
70 Planobispora 
ineae; Streptos 


Planobispora rosea 
rosea Bacteria; 
porangiaceae; 


ref 
pa 


NR_024730.1| Planomonospora 
rtial sequence 2821321 2822766 
Actinobacteridae; 


’ 


monospora. 
ref|NR_024722.1| Nocardia vinacea 

66 2834941 Nocardia vinacea Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024713.1| Borrelia sinica strain 
lia sinica Bacteria; Spirochaetes; 

roup. 
ref|NR_024703.1 
uence 285967 


Pseudomonas 
1 2861120 Pseudomonas 
Rhizobiales; Bradyrhizobiaceae. 
ref|NR_024671.1| Williamsia maris 
66 2907143 Williamsia maris Bacteria; 
eae; Williamsiaceae; Williamsia. 
ref|NR_024655.1| Oceanobacter kriegii 
58 Oceanobacter kriegii Bacteria; 
ter. 
ref|NR_024651.1| Acidiphilium 
2936039 2937489 Acidiphilium 
irillales; Acetobacteraceae; 


ref|NR_024639.1| Gordonia rhizosphera 
54 Gordonia rhizosphera Bacteria; 
eae; Gordoniaceae; Gordonia. 


219846937 
sequence 
ae; 


219846933 


219846932 
dae; 


219846931 


219846927 
quence 
ia; Rhizob 


219846920 
30045 


219846915 
uence 
Actinomyc 


219846912 


Oren 
219846908 
1 sequence 


Actinomycetales; 


nebacterineae; 


artial sequenc 
Actinomyc 


nebacterineae; 


locystaceae; 


etales; Propion 


tinomycetales; 


ref|NR_026529.1| Streptomyces 
2978510 2979990 Streptomyces 
Streptomycineae; 


ref|NR_026525.1| Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 
Nocardiaceae; Nocardia. 
NR_026524.1| Rhodococcus 

e 2986156 2987629 Rhodococcus 
etales; Corynebacterineae; 


ref 


ref|NR_026523.1| Skermania piniformis 

56 Skermania piniformis Bacteria; 

Gordoniaceae; Skermania. 

ref|NR_026519.1| Agrobacterium 
2993732 2995168 Agrobacterium 

iales; Rhizobiaceae; 


ref|NR_026512.1 
29 3005936 Methyl 
Methylosinus. 
ref|NR_026507.1 

3011945 301344 
i 


Methylosinus sporium 
osinus sporium Bacteria; 


Marmoricola 
1 Marmoricola 
bacterineae; 


ref|NR_026504.1| Orenia salinaria 

18 Orenia salinaria Bacteria; 

ia. 

ref|NR_026500.1| Gordonia 
3022528 3023984 Gordonia 

Corynebacterineae; 


3026424 3026356 30 98 gi|219846906|ref|NR_026498.1| Phenylobacterium 
16S ribosomal RNA, partial sequence 3025510 3026975 Phenylobacterium immobile 
acteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
3034104 3034036 30 98 gi|219846900|ref|NR_026492.1| Clostridium 
rain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
3040202 3040134 30 98 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 


strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 3040745 Gordonia alkanivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


465556 Bacteria_16S 3043286 3043219 30 98 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 
strain lacT 16S ribosomal RNA, partial sequence 3042319 3043795 Desulfovibrio zosterae Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

465556 Bacteria_16S 3063082 3063014 30 98 gi|219846880|ref|NR_026472.1| Sulfitobacter 
mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

465556 Bacteria_16S 3071922 3071854 30 98 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

465556 Bacteria_16S 3076390 3076322 30 98 gi|219846871|ref|NR_026463.1| Rhizobium undicola 
strain ORS 992 16S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
465556 Bacteria_16S 3085607 3085539 30 98 gi|219846865|ref|NR_026457.1| Paracoccus 
pantotrophus strain ATCC 35512 16S ribosomal RNA, partial sequence 3084717 3086111 Paracoccus 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

465556 Bacteria_16S 3087052 3086984 30 98 gi|219846864|ref|NR_026456.1| Paracoccus 
denitrificans strain 381 16S ribosomal RNA, partial sequence 3086162 3087556 Paracoccus 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

465556 Bacteria_16S 3106522 3106454 30 98 gi| 219846851 |ref|NR_026443.1| Aquamicrobium defluvii 
strain DSM 11603 16S ribosomal RNA, partial sequence 3105629 3107051 Aquamicrobium defluvii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aquamicrobium. 

465556 Bacteria_16S 3109463 3109395 30 98 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 
strain N1 16S ribosomal RNA, complete sequence 3108566 3109980 Rhodovulum iodosum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

465556 Bacteria_16S 3110955 3110887 30 98 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 

465556 Bacteria_16S 3131998 3131930 30 98 gi|219846834|ref|NR_026426.1| Mesorhizobium 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3131100 3132536 Mesorhizobium 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

465556 Bacteria_16S 3134988 3134920 30 98 gi|219846832|ref|NR_026424.1| Paracoccus alkenifer 
strain A901/1 16S ribosomal RNA, partial sequence 3134094 3135501 Paracoccus alkenifer Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

465556 Bacteria_16S 3139474 3139406 30 98 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
strain GY-1 16S ribosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 


Deinococcus-Thermus; 
465556 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; 


Antarctobacter. 


465556 Bacteria_16S 


strain Ekho Lake- 


Proteobacteria; Alphapro 
465556 Bacteria_16S 


strain YH-15 16S 
Firmicutes; 


magnetotacticum s 
magnetotacticum B 
Magnetospirillum. 


465556 Bacteria_16S 


strain DG-1 16S r 
Firmicutes; Clost 


465556 Bacteria_16S 


bizzozeronii stra 
bizzozeronii Bact 
Helicobacter. 


465556 Bacteria_16S 


strain TagT2C 16S 


strain DSM 43764 


Actinomadura. 


465556 Bacteria_16S 


Proteob 
465556 Bacteria_16S 
heliothermus stra 
heliothermus Bact 


Lacto 
465556 Bacteria_16S 


ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
3199021 3198953 30 98 gi 
train DSM 3856 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


il 


ct 


3203461 3203393 30 98 
ibosomal RNA, partial sequence 
ridia; 


gi 


Clostridiales; Veillonellaceae; 
3212482 3212402 18 98 gi 
in CCUG 35045 16S ribosomal RNA, parti 
eria; Proteobacteria; Epsilonproteobac 


s 


al 
te 


3239859 3239791 30 98 
ribosomal RNA, partial sequence 


gi 


3253318 3253238 18 98 gi 


Strept 


3254816 3254736 18 98 gi 


Deinococci; Thermales; Thermaceae; Meiothermus. 
3144063 3143995 30 98 gi|219846826|ref|NR_026418.1 
16S ribosomal RNA, partial sequence 3143169 3144565 Sulfit 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
3162390 3162322 30 98 gi|219846814|ref|NR_026406.1 
in EL-219 16S ribosomal RNA, partial sequence 3161511 316291 
eria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhod 
3163850 3163782 30 98 gi| 219846813 |ref|NR_026405.1 
172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseov 
teobacteria; Rhodobacterales; Rhodobacteraceae; Roseovari 
3165419 3165351 30 98 gi|219846812|ref|NR_026404.1 


3164429 31659 


219846789 
ia 


219846786 
3202501 32039 


219846780 


219846761 
3238968 32403 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
465556 Bacteria_16S 


ob 
219846752 
16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


219846751 


45 Lactobacillus 
lus. 
ref |NR_026381.1 
ce 3198121 319956 
odospirillales; 


1 sequen 
eria; Rh 


ref |NR_026378.1 


poromusa. 
ref|NR_026372.1 
sequence 3211554 321297 


ria; Campylobacterales; 


ref |NR_026353.1 
79 Xanthobacter 
ae; Xanthobacte 
ref |NR_026344.1 
26 Actinomadura 
ineae; Thermomo 


acterace 


osporang n 


Sulfitobacter 
obacter pontiacus 
Sulfitobacter. 
Antarctobacter 
0 Antarctobacter 

obacteraceae; 


Roseovarius tolerans 
arius tolerans Bacteria; 
us. 

Lactobacillus kunkeei 
kunkeei Bacteria; 


Magnetospirillum 
3 Magnetospirillum 


Rhodospirillaceae; 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Helicobacter 
4 Helicobacter 
Helicobacteraceae; 


Xanthobacter tagetidis 


tagetidis Bacteria; 
a 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


ref|NR_026343.1 


Actinomadura madurae 


strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 

465556 Bacteria_16S 
strain DSM 6035 1 
Firmicutes; Lactobacillales; 
465556 Bacteria_16S 
strain DSM 4864 1 
Firmicutes; Lactobacillales; 
465556 Bacteria_16S 


3305031 3304963 30 


3306571 3306503 30 


3308048 3307980 30 


autotrophicus strain 7c 16S ribosomal RNA, partial sequence 330 
Proteobacteria; Alphaproteobacteria; Rhizobia 


Bacteria; 


465556 Bacteria_16S 3309510 3309442 30 


98 


98 


98 


98 


strain 301 16S ribosomal RNA, partial sequence 


465556 Bacteria_16S 
strain Z-7692 16S 
Spirochaetes; Spirochaetales; 
465556 Bacteria_16S 
strain Z-7591 16S 
Spirochaetes; Spirochaetales; 
465556 Bacteria_16S 
strain DSM 44140 


3315548 3315468 18 


3318594 3318514 18 


3321611 3321543 30 


465556 Bacteria_16S 3367438 3367358 18 


longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
465556 Bacteria_16S 


Streptosporangium. 
3370434 3370354 18 


carneum strain DSM 44125 16S ribosomal RNA, partial sequence 


carneum Bacteria; 
Streptosporangiaceae; 
465556 Bacteria_16S 

album strain DSM 


Streptosporangium. 
3371933 3371853 18 


Streptosporangium. 
465556 Bacteria_16S 
strain DSM 44015 


3381084 3381016 30 
16S ribosomal RNA, 


465556 Bacteria_16S 3390138 3390070 30 


chliarophilus strain ATCC 700543 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


chliarophilus Bacteria; 
465556 Bacteria_16S 
frateurii strain 


3418814 3418746 30 


Gluconobacter. 
465556 Bacteria_16S 
rubra strain ATCC 
Bacteria; 
Pseudoalteromonas. 
465556 Bacteria_16S 


3420366 3420299 30 


3423328 3423261 30 


luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; Alte 


luteoviolacea Bacteria; 
Pseudoalteromonas. 
465556 Bacteria_16S 


Proteobacteria; 


3424810 3424743 30 


carrageenovora strain ATCC 12662 16S ribosomal RNA, partial seque 


98 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


98 


ribosomal RNA, partial sequence 
Spirochaetaceae; 


98 


98 


98 


98 


98 


98 


98 


98 


98 


98 


Streptosporangineae; Thermomonosporaceae; 


gi 


6S ribosomal RNA, partial sequence 3304055 330 


Lactobacillaceae; Lactobac 


gi 


6S ribosomal RNA, partial sequence 3305595 330 


Lactobacillaceae; Lactobac 


gi 
gi 
33 


gi 


3314589 33160 
Spirochaeta. 


gi 


3317638 33191 
Spirochaeta. 


gi 


16S ribosomal RNA, partial sequence 3320684 33221 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi 


gi 


gi 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


gi 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


Deinococci; 


gi 


IFO 3264 16S ribosomal RNA, partial sequence 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


29570 16S ribosomal RNA, partial sequence 34194 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


gi 


219846718 


illus. 
219846717 


illus. 
219846716 


les; 
219846715 
08619 331 


219846710 


219846708 


219846705 


219846672 
sequence 


219846670 


219846669 
33709 
es; 


219846662 
33801 


219846652 


Thermale 
219846632 


219846631 


P 


219846629 


219846628 


55 
71 
71 


Xanth 


00 


Rhodospirill 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


Ss:,‘T. 
ref 


ref 


seud 


ref 


romo 


ref 
nce 


44 Lactobacillus 
06 Lactobacillus 
57 3308568 Xanth 


obacteraceae; 


30 Xanthobacter 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


3366504 33679 
Actinomycetales; 


3369499 33709 
Actinobacteria; Actinobacteridae; Actinomycetales; 


99 3372445 Strep 
Streptos 


49 3381618 Gordo 
Coryneba 
3417892 34193 


Acetobacteraceae; 


18 3420843 Pseudo 


ce 3422380 34238 


NR_026310.1 


NR_026309.1 


NR_026308.1 


NR_026307.1 


NR_026302.1 


NR_026300.1 


NR_026297.1 


NR_026264.1 
5 
Strepto 


NR_026262.1 
4 


NR_026261.1 
porangineae; 
NR_026254.1 


cterineae; 
NR_026244.1 

338924 
hermaceae; 
NR_026224.1 
6 


ales; 


NR_026223.1 


NR_026221.1 
1 
nadales; Pse 
NR_026220.1 

342386 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Xanthobacter 


obacter autotrophicus 
Xanthobacter. 


Xanthobacter flavus 


flavus Bacteria; 
Xanthobacter. 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 
Gordoniaceae; 


Gordonia. 
Streptosporangium 
3 Streptosporangium 


sporangineae; 


Streptosporangium 
8 Streptosporangium 


Streptosporangineae; 


Streptosporangium 


tosporangium album 


Streptosporangiaceae; 


Gordonia hydrophobica 


nia hydrophobica 
Gordoniaceae; 


Gordonia. 
Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Gluconobacter 
7 Gluconobacter 


Pseudoalteromonas 
alteromonas rubra 


oalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromona 
3426288 3426221 30 


Pseudoalteromonadaceae; 
465556 Bacteria_16S 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 
465556 Bacteria_16S 
atlantica strain 


3427769 3427702 30 


Pseudoalteromonas. 
465556 Bacteria_16S 
strain ATCC 43992 
Proteobacteria; 
465556 Bacteria_16S 


3429249 3429182 30 


3472855 3472787 30 


Ss. 


98 


98 


98 


98 


gi 


gi 


IAM 12927 16S ribosomal RNA, partial s 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


gi 


Shewanellac 


219846627 
Alteromon 

219846626 

equence 


Alteromo 


219846625 
34282 


219846594 


adal 


nada 


ref 


eae; 
ref 


3425334 34 


3426820 34 


93 3429730 Shewan 


NR_026219.1 
2676 
es; Pseudoal 
NR_026218.1 
2824 


les; Pseudoa 


NR_026217.1 


Shewanella. 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


NR_026186.1 


Rhodococcus opacus 


strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


465556 Bacteria_16S 3474390 3474322 30 98 gi 
strain DSM43338 16S ribosomal RNA, complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_16S 3475913 3475845 30 98 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_16S 3477439 3477371 30 98 gi 
marinonascens strain DSM 43752 16S ribosomal RNA, parti 
marinonascens Bac 
Nocardiaceae; Rhodococcus. 

465556 Bacteria_16S 3525857 3525790 30 
strain DSM 6011 1 


98 gi 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 3570235 3570167 30 98 gi|219846529|ref|NR_026121.1 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 357079 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae 
Acetobacter subgen. Acetobacter. 

465556 Bacteria_16S 3574785 3574717 30 98 gi|219846526|ref|NR_026118.1 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconob 
465556 Bacteria_16S 3603894 3603826 30 98 gi|219846504|ref|NR_026096.1 
strain LMG 7837 16S ribosomal RNA, partial sequence 3602996 3604432 Sinorhizobium 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Sinorhizobium/Ens 
Sinorhizobium. 

465556 Bacteria_16S 3614468 3614400 30 98 gi|219846496|ref|NR_026088.1 


strain NCFB 2890 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloioc 
465556 Bacteria_16S 3617543 3617460 15 98 gi 
komossense strain Ko2 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 

465556 Bacteria_16S 3623172 3623089 15 98 gi 
subsp. paratuberculosis strain 5617 16S ribosomal RNA, 

avium subsp. paratuberculosis Bacteria; Actinobacteria; 
Corynebacterineae; Mycobacteriaceae; Mycobacterium; Myc 
465556 Bacteria_16S 3624673 3624590 15 98 gi 
strain 3015 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_16S 3626218 3626135 15 98 gi 
strain ATCC 35799 16S ribosomal RNA, complete sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Mycobacterium. 
465556 Bacteria_16S 
strain NCTC 83785 
Bacteria; Proteob 
465556 Bacteria_16S 
strain MIT 95-170 
Bacteria; Proteob 
465556 Bacteria_16S 
strain USDA 1844 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
465556 Bacteria_16S 3647648 3647568 18 98 gi 
strain Inkinen 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
465556 Bacteria_16S 3655318 3655250 30 98 gi 
tamworthensis strain Benl03 16S ribosomal RNA, partial 

tamworthensis Bacteria; Proteobacteria; Alphaproteobact 
Amaricoccus. 
465556 Bacteria_16S 3656795 3656727 30 98 
strain H152 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
465556 Bacteria_16S 3682766 3682698 30 98 gi 
arcticus strain 238 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 
465556 Bacteria_16S 3684219 3684151 30 98 gi 
strain CNS 2-75 1 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 
465556 Bacteria_16S 3795044 3794976 30 98 gi 
strain 34-P 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Co 
465556 Bacteria_16S 3801051 3800983 30 98 gi 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 


3627766 3627698 30 98 gi 
16S ribosomal RNA, complete sequence 
acteria; Betaproteobacteria; Neisseria 
3635460 3635380 18 98 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3646144 3646076 30 98 gi 


gi 


teria; Actinobacteria; Actinobacterida 


ne 


ne 


al 
e; 


16S ribosomal RNA, partial sequence 3613485 36150 


oc 


ce 
al 


pa 


ob 


ne 


al 


le 


ob 


bi 


Ss; 


se 
er 


bi 


te 


4: 


ma. 


219846593 
219846592 
strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 


219846591 


219846559 
6S ribosomal RNA, partial sequence 3524935 35264 


219846494 


219846490 
Actinobac 


219846489 
3623734 36252 


219846488 


219846487 
219846482 
219846474 


16S ribosomal RNA, partial sequence 3645244 36466 


219846473 
3646715 36481 


219846468 


219846467 
3655877 36573 


219846449 
219846448 
6S ribosomal RNA, partial sequence 3683303 36847 


219846367 
3794096 37955 


219846362 
3800153 3801575 Mesorhizobium ciceri Bacteria; 


ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026184.1 


34734 
bacterin 


bacterineae; Nocardiacea 
ref|NR_026183.1 
e 3476498 347797 


ales; Coryne 


sequenc 
Actinomycet 


ref|NR_026151.1 


cus. 
ref |NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


36165 
es; Cory 
ref 
quen 
teri 


NR_026082.1 
ce 362222 
dae; Actinom 
acterium avium complex ( 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; M 


rtial se 


bacterin 


36252 


es; Cory 


ref |NR_026079.1 
80 3628323 Neisse 
eriaceae; Neisse 
ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026066.1 


36267 
s; Neiss 
36345 
acterale 


Rhizobium/Agrobac 
ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_026060.1 

3654403 365582 


obacterales; Rho 


aceae; 


Helicob 


quence 
ia; Rhod 


ref|NR_026059.1 


Rhizobium/Agrobac 
ref|NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 
ref |NR_026039.1 
56 Ochrobactrum 
chrobactrum. 

ref |NR_025958.1 


aceae; 


36818 
rales; R 


aceae; O 


monadaceae; Polaromonas 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


v 


Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Alloiococcus otitis 


09 Alloiococcus otitis Bacteria; 


Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 
ycetales; 

MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 
Tle. 

Helicobacter rodentium 
bacter rodentium 
ceae; Helicobacter. 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Amaricoccus 

6 Amaricoccus 

dobacteraceae; 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 
Ochrobactrum anthropi 


anthropi Bacteria; 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


ref|NR_025953.1 


Mesorhizobium ciceri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 


465556 Bacteria_16S 3817911 3817831 18 98 gi|219846351|ref|NR_025942.1 
strain ATCC 29543 16S ribosomal RNA, partial sequence 3816954 3818434 Woline 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobactera 
465556 Bacteria_16S 3819434 3819354 18 98 gi|219846350|ref|NR_025941.1 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
465556 Bacteria_16S 3820967 3820887 18 98 gi|219846349|ref|NR_025940.1 
acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 382000 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 
Helicobacter. 

465556 Bacteria_16S 3827077 3826997 18 98 gi| 219846345 |ref|NR_025935.1 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 
465556 Bacteria_16S 3894129 3894061 30 98 gi|219846299|ref|NR_025889.1 
strain F9251 16S ribosomal RNA, partial sequence 3893217 38946 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
465556 Bacteria_16S 3898791 3898723 30 98 gi|219846296|ref|NR_025886.1 


strain B9 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
465556 Bacteria_16S 3912451 3912383 30 98 gi 
oligotrophica strain S58 16S ribosomal RNA, partial seq 
oligotrophica Bacteria; Proteobacteria; Alphaproteobact 
465556 Bacteria_16S 3915387 3915307 18 98 gi 
strain Hk501 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia 
465556 Bacteria_16S 3916803 3916723 18 98 gi 
Ya501 16S ribosomal RNA, partial sequence 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia bur 
465556 Bacteria_16S 3933783 3933703 18 98 gi 
strain HT31 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 
465556 Bacteria_16S 3938090 3938022 30 98 gi 
strain DM-82 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
465556 Bacteria_16S 3939527 3939459 30 98 gi 
extorquens strain TK 0001 16S ribosomal RNA, complete s 
extorquens Bacteria; Proteobacteria; Alphaproteobacteri 
Methylobacterium. 
465556 Bacteria_16S 3940982 3940914 30 98 

strain BN 126 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodo 
465556 Bacteria_16S 3942429 3942361 30 98 gi 
strain OP 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

465556 Bacteria_16S 3943890 3943822 30 98 gi 
organovorum strain TFC 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 
465556 Bacteria_16S 3945349 3945281 30 98 gi 
strain PW2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
465556 Bacteria_16S 3946810 3946742 30 98 gi 
strain Lhet2 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
465556 Bacteria_16S 3948275 3948207 30 98 gi 
strain KLB 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
465556 Bacteria_16S 3949731 3949663 30 98 gi 
strain 101 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 

465556 Bacteria_16S 3954299 3954231 30 98 gi 
sulfidophilum strain W4 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobac 
465556 Bacteria_16S 3967759 3967691 30 98 gi 
strain NZP 2213 16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 
465556 Bacteria_16S 3969262 3969194 30 98 gi 
strain NCIMB 11762 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospi 
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219846256 
219846247 
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dobacter 
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etobacte 


etobacte 


etobacte 


etobacte 
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rales; R 
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39683 
llales; 


465556 Bacteria_16S 3970712 3970644 30 98 gi 


219846245 


aceae; Ahrensia 
ref|NR_025876.1 
3911550 391285 
obiales; Bradyrh 
ref|NR_025874.1 


bur 
ref 
lia 
roup 
ref 


gdorferi gro 
NR_025873.1 
turdi Bacter 


NR_025861.1 


ref|NR_025857.1 


aceae; Paracoccu 
NR_025856.1 
3938625 394003 
ales; Methylobac 


, 


ref|NR_025855.1 
fifella. 
ref|NR_025854.1 
34 Acidiphilium 
raceae; Acidiphi 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025852.1 


race 
ref 


ae; Acidocel 
NR_025851.1 


raceae; Acidiphi 
ref|NR_025850.1 
80 Acidiphilium 
raceae; Acidiphi 
ref |NR_025849.1 


raceae; Acidocel 
ref |NR_025846.1 
99 3954787 Rhodov 
hodobacteraceae; 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref |NR_025835.1 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter 

8 3821492 Helicobacter 

elicobacteraceae; 


Helicobacter felis 


felis Bacteria; 


cobacter. 
Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


Ahrensia kielensis 


99 Ahrensia kielensis Bacteria; 


Agromonas 
7 Agromonas 
izobiaceae; Agromonas. 
Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Borrelia turdi strain 
ia; Spirochaetes; 


Borrelia miyamotoi 


96 Borrelia miyamotoi Bacteria; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


Ss. 
Methylobacterium 

1 Methylobacterium 

teriaceae; 


Rhodobium marinum 


71 Afifella marina Bacteria; 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 

Acidiphilium 
hilium organovorum 
Acidiphilium. 
Acidocella facilis 


, 


54 Acidocella facilis Bacteria; 


la. 
Acidiphilium cryptum 


17 Acidiphilium cryptum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 

Rhodovulum 

ulum sulfidophilum 
Rhodovulum. 
Mesorhizobium loti 
loti Bacteria; 

um. 

Phaeospirillum fulvum 
pirillum fulvum 

e; Phaeospirillum. 
Rhodothalassium 


salexigens strain WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodothalassium salexigens 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodothalassium. 


465556 Bacteria_16S 
strain IAM 13153 


3976508 3976440 30 
16S ribosomal RNA, 


98 gi 
complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


465556 Bacteria_16S 
strain gal 1261 1 


3980659 3980591 30 98 gi 
6S ribosomal RNA, partial sequence 39 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


465556 Bacteria_16S 
strain 25-4 16S r 
Proteobacteria; G 
465556 Bacteria_16S 
chungwhensis stra 
chungwhensis Bacteria; 
465556 Bacteria_16S 

strain NRRL B-163 
Bacteria; Actinob 
465556 Bacteria_16S 


4000034 3999966 30 98 
ibosomal RNA, partial sequence 


gi 
39 
4004557 4004489 30 98 gi 
Firmicutes; Bacillales; 


4031821 4031741 18 98 gi 


4034925 4034845 18 98 gi 


lechevalierae strain NRRL B-16149 16S ribosomal RNA, pa 
lechevalierae Bacteria; Actinobacteria; Actinobacterida 


Glycomycetaceae; 
465556 Bacteria_16S 


Glycomyces. 


4043937 4043869 30 98 gi 


stackebrandtii strain K22-03 16S ribosomal RNA, partial 
Planoc 


stackebrandtii Bacteria; Firmicutes; Bacillales; 
465556 Bacteria_16S 4071048 4070980 30 98 
strain PVl 16S ribosomal RNA, partial sequence 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
465556 Bacteria_16S 4075529 4075461 30 98 gi 
strain AS 4.1860 


gi 


465556 Bacteria_16S 
strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 

465556 Bacteria_16S 
strain A828 16S r 


4077041 4076973 30 98 gi 


ridia; Thermoanaerobacterales; 


4108754 4108686 30 98 
ibosomal RNA, partial sequence 


gi 


465556 Bacteria_16S 
delicatus strain 
delicatus Bacteri 
Sulfitobacter. 

465556 Bacteria_16S 
strain KMM 3554 1 


4167071 4167003 30 98 gi 


4168553 4168485 30 98 gi 


465556 Bacteria_16S 
strain 34633 16S 


4223306 4223238 30 98 
ribosomal RNA, partial sequence 


gi 


465556 Bacteria_16S 
methylohalidivora 
methylohalidivora 
Leisingera. 
465556 Bacteria_16S 
hispanicum strain 
Bacteria; Proteob 
465556 Bacteria_16S 
aquaticum strain 
Bacteria; Proteob 
465556 Bacteria_16S 4245909 4245842 30 98 
strain U 5/41 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
465556 Bacteria_16S 215516 215450 30 97 gi 
strain 1 H 9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
465556 Bacteria_16S 520497 520422 23 98 gi 
micromati strain 
Bacteria; Bacteroidetes; Flavobacteria; 
465556 Bacteria_16S 522025 521950 23 
degerlachei strai 
degerlachei Bacteria; 
465556 Bacteria_16S 
strain S1 16S rib 


4232373 4232305 30 98 gi 
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gi 


98 gi 
Bacteroidetes; Flavobacteria; 
837368 837301 30 97 
osomal RNA, partial sequence 


gi 


465556 Bacteria_16S 925788 925721 30 97 
strain PSv29 16S ribosomal RNA, partial sequence 
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in BH030062 16S ribosomal RNA, partial 
Bacillac 


27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
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16S ribosomal RNA, partial sequence 4074613 40 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


6S ribosomal RNA, partial sequence 4076074 40 
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Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
KMM 3584 16S ribosomal RNA, partial se 
a; Proteobacteria; Alphaproteobacteria 
6S ribosomal RNA, partial sequence 4167649 41690 
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ineae; Glyco: 
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s Family IV. 
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NR_025632.1 


cteriaceae; 
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Mycoplana bullata 
ana bullata Bacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 
hizo 


terium group; Rhizobium. 
Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Pontibacillus 
0 Pontibacillus 


Glycomyces algeriensis 


56 4032350 Glycomyces algeriensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


ales; Glycomycineae; 


Planococcus 
9 Planococcus 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Nocardia xishanensis 


23 Nocardia xishanensis Bacteria; 


e; Nocardia. 
Mahella australiensis 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Bartonella chomelii 


43 Bartonella chomelii Bacteria; 


Sulfitobacter 
8 Sulfitobacter 
cteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Leisingera 
1 Leisingera 
s; Rhodobacteraceae; 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Escherichia coli 


83 Escherichia coli Bacteria; 


richia. 
Halomonas elongata 


2 Halomonas elongata Bacteria; 
Ss. 


Flavobacterium 
acterium micromati 
obacterium. 
Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 
Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 


NR_028730.1 


Desulfofaba gelida 


924822 926310 Desulfofaba gelida Bacteria; 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 


465556 Bacteria_ 


strain IMMIB R-14 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


465556 Bacteria_ 
strain Se-3111 16 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


strain CM243 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
465556 Bacteria_16S 
frigoris strain R 
Bactero 
465556 Bacteria_16S 
gelidilacus strai 
gelidilacus Bacte 
465556 Bacteria_16S 
strain vC 5 16S r 


Bacteria; 


16S 1148050 1147983 30 97 gi 


34 16S ribosomal RNA, partial sequence 


2 


16S 1222113 1222030 15 98 


S ribosomal RNA, partial sequence 


gi|2 


1615719 1615652 30 97 
ribosomal RNA, partial sequence 


gi|2 


1627851 1627776 23 98 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1713259 1713184 23 98 gi 
n R-8899 16S ribosomal RNA, partial se 
ria; Bacteroidetes; Flavobacteria; Fla 
1845646 1845579 30 97 gi 
ibosomal RNA, partial sequence 


2 


Ss; 
2 


2 


oc 


au 


ne 


qu 
VO. 


53680758 


11471 
nebacterin 


19878356 


1221167 12226 
occineae 


19878466 


1614821 16162 
lobacter 


19878458 
e 


19878399 
ence 


19878305 


1844748 18461 


16269 
Flavoba 


bacteria 


ref|NR_028006.1 
15 1148603 Nocar 
eae; Nocardiace 
ref|NR_025495.1 
; Be 
ref 


utenbergiac 
NR_025605.1 


aceae; Woodshol 
ref|NR_025597.1 
01 1628368 Flavo 
cteriaceae; Fla 
ref|NR_025538.1 


les; 


ref|NR_025444.1 


d 
a 


b 
Vv 


1712309 171377 
Flavobacter 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 

Salana multivorans 


13 Salana multivorans Bacteria; 
e 


ae; Salana. 
Woodsholea maritima 


41 Woodsholea maritima Bacteria; 
e 


a. 

Flavobacterium 
acterium frigoris 
obacterium. 

Flavobacterium 
7 Flavobacterium 
iaceae; Flavobacterium. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

465556 Bacteria_16S 2013345 2013278 30 97 gi| 219878187 |ref|NR_025326.1| Hyphomonas 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
465556 Bacteria_16S 2017765 2017698 30 97 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 


strain MCS 25 16S 


ribosomal RNA, partial sequence 


2016867 20182 


86 Maricaulis parjimensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

465556 Bacteria_16S 2041889 2041822 31 98 gi| 219878167 |ref|NR_025306.1| Pseudoxanthomonas 
broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 2040918 2042439 Pseudoxanthomonas 
broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Pseudoxanthomonas. 

465556 Bacteria_16S 2166736 2166653 15 98 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

465556 Bacteria_16S 2180369 2180294 23 98 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
465556 Bacteria_16S 2181885 2181810 23 98 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
465556 Bacteria_16S 2183441 2183362 18 97 gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

465556 Bacteria_16S 2268702 2268635 30 97 gi|219857554|ref|NR_025142.1| Desulfofaba hansenii 
strain Pl 16S ribosomal RNA, partial sequence 2267708 2269226 Desulfofaba hansenii Bacteria; 


Proteobacteria; D 


465556 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


465556 Bacteria_16S 


strain MHS-2 16S 
Proteobacteria; A 


465556 Bacteria_16S 


strain MHS-3 16S 
Proteobacteria; A 


465556 Bacteria_16S 


strain ACAM 81 16 
Bacteroidetes; Fl 


465556 Bacteria_16S 


floricola strain 
Bacteria; Proteob 


465556 Bacteria_16S 


limicola strain §S 
Bacteria; Bactero 


465556 Bacteria_16S 


strain IFO 12513 
Actinobacteria; A 


465556 Bacteria_16S 


campanulatus stra 
campanulatus Bact 
Micromonosporacea 


eltaproteobacteria; Desulfobacterales; 
2433916 2433841 23 98 gi 
n A2i 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
2540837 2540770 30 97 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2542242 2542175 30 97 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2632787 2632712 23 98 gi 
S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
2695927 2695860 30 97 gi 
S-877 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
2742695 2742620 23 98 gi 
T-82 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
2799612 2799529 15 98 gi 


ne 
S; 


ct 


nc 
eo 


ce 
S; 


ctinobacteridae; Actinomycetales; Micr 
2808743 2808660 15 98 gi 
in IFO 12511 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 


1 
; 


465556 Bacteria_16S 


2891460 2891377 15 98 gi 


D 


YP 


YP. 


16S ribosomal RNA, partial sequence 2798665 28 
omonosp 
219857111 


e 24329 


eriaceae 


219857191 


e 26 
llale 


950 
S; 


219857159 


27 
Flav 


417 
oba 


219857117 


001 
ori 


sequence 
Actinomy 


219856862 


capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 


esulfoba 
219857432 


Flavoba 
219857350 
2539981 25412 
homonada: 
219857349 
2541332 25426 
homonada 
219857237 
2631843 26332 


cteraceae; Desul 
ref |NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flav 
ref |NR_024938.1 
ceae; Hyphomona 
ref |NR_024937.1 
ceae; Hyphomona 
ref|NR_024865.1 
; Flavobacterium 
ref|NR_024819.1 
10 2696445 Saccha 
Acetobacteraceae 
ref|NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref|NR_024745.1 
36 Actinoplanes 
neae; Micromonos 
ref |NR_024739.1 

2807796 280926 
cetales; Micromo 


fofaba. 
Flavobacterium 
acterium frigidarium 
obacterium. 
Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
s. 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 
Ss. 


Flavobacterium xanthum 


96 Flavobacterium xanthum Bacteria; 


Saccharibacter 
ribacter floricola 
Saccharibacter. 
Flavobacterium 
acterium limicola 
obacterium. 
Actinoplanes lobatus 


’ 


lobatus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

7 Actinoplanes 
nosporineae; 


ref |NR_024681.1 
2890502 289195 


Actinoplanes 
8 Actinoplanes 


capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


465556 Bacteria_ 


centenum strain I 
centenum Bacteria 


Rhodospirillum. 
465556 Bacteria_ 


nebraskense strai 
nebraskense Bacte 


Mycobacteriaceae; 
465556 Bacteria_ 
strain KB740 16S 
Proteobacteria; 

465556 Bacteria_ 


strain B-3 16S ri 
Firmicutes; Erysi 


465556 Bacteria_ 


respiraculi strai 
respiraculi Bacte 


465556 Bacteria_ 


taiwanensis strai 
taiwanensis Bacte 


465556 Bacteria_ 


strain N-1 16S ri 
B 
465556 Bacteria_16S 
C91 16S ribosomal 
B 
465556 Bacteria_16S 
DSM 15641 16S rib 
Bacteria; Actinob 


Proteobacteria; 


Proteobacteria; 


Cryptobacterium. 


465556 Bacteria_16S 
strain U120 16S r 
B 
465556 Bacteria_16S 


Proteobacteria; 


strain DhA-35 16S 
Proteobacteria; 


stercoricanis Bac 


465556 Bacteria_16S 
denitrificans str 


denitrificans Bac 
Sterolibacterium. 


465556 Bacteria_16S 


mannitolilytica s 
mannitolilytica B 
Ralstonia. 


465556 Bacteria_16S 


strain 47Lol 16S 


Proteobacteria; B 


465556 Bacteria_16S 


strain AU2944 16S 
Proteobacteria; B 


465556 Bacteria_16S 
16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


strain YIM 90003 


Streptomonospora. 


465556 Bacteria_16S 


strain DSM 11853 


Proteobacteria; B 


465556 Bacteria_16S 


campinensis strai 
Bacteria; Proteob 


465556 Bacteria_16S 


salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 


465556 Bacteria_16S 


strain MF63 16S r 


B 


B 
465556 Bacteria_16S 
stercoricanis str 


ain 5BAC4 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1836358 1836276 16 98 gi 
ain Chol-1S 16S ribosomal RNA, complet 
teria; Proteobacteria; Betaproteobacte 


e 
ri 


1923065 1922983 16 98 gi 
train LMG6866 16S ribosomal RNA, parti 
acteria; Proteobacteria; Betaproteobac 


al 
te 


2069556 2069474 16 98 
ribosomal RNA, partial sequence 


gi 


Strept 


2274790 2274708 16 98 gi 


etaproteobacteria; Burkholderiales; Burk 
2276324 2276242 16 98 gi 
n WS2 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 


ne 
oO: 


equence 
ria; 


a; 


219878246 


sequenc 
ria; 


219878144 
2068593 20700 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
2122921 2122839 16 98 gi|219857653|ref|NR_025242.1 
ribosomal RNA, partial sequence 2121958 21233 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 
2157620 2157538 16 98 gi|219857630|ref|NR_025219.1 


osporang 


219857550 
16S ribosomal RNA, partial sequence 2273825 22753 


holderia 


219857549 


e 22753 
ales; Bu 


2409559 2409477 16 98 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 


2500335 2500253 16 98 
ibosomal RNA, partial sequence 


gi 


219857454 


24085 
Stre 


e 
es; 


219857382 
2499368 2500857 Azoarcus toluclasticus Bacteria; 


Burkh 
219878311 
sequence 
Rhodo 


Bur 


3 
riales; Alca 
NR_025450.1 
9 
ales; Rhodoc 
ref|NR_025385.1 
e 1922112 192356 
kholderiales; Bu 


ref |NR_025283.1 


ineae; Nocardiop 


ref |NR_025138.1 


ceae; Cupriavidu 
ref|NR_025137.1 
59 2276842 Cupria 
rkholderiaceae; 
ref |NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


16S 3978010 3977928 16 98 gi|219846240|ref|NR_025830.1| Rhodospirillum 

AM 14193 16S ribosomal RNA, partial sequence 3977072 3978386 Rhodospirillum 

; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 

16S 4063448 4063365 15 98 gi|219846177|ref|NR_025767.1| Mycobacterium 

n UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 

ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 

16S 157275 157193 16 98 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 
ribosomal RNA, partial sequence 156293 157818 Azoarcus evansii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

16S 303501 303420 17 98 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
bosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

16S 757782 757700 16 98 gi| 265678541 |ref|NR_028845.1| Cupriavidus 

n AU3313 16S ribosomal RNA, partial sequence 756798 758254 Cupriavidus 

ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

16S 823607 823525 16 98 gi| 265678497 |ref|NR_028800.1| Cupriavidus 

n LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 Cupriavidus 

ria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

16S 873780 873698 16 98 gi|265678463|ref|NR_028766.1| Cupriavidus necator 
bosomal RNA, partial sequence 872811 874166 Cupriavidus necator Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

1179887 1179805 16 98 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 

RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
etaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 

1208673 1208591 17 98 gi|228715352|ref|NR_027524.1| Cryptobacterium curtum 
osomal RNA, partial sequence 1207714 1209142 Cryptobacterium curtum DSM 15641 
acteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 

1465901 1465819 16 98 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
ibosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

1468909 1468827 16 98 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 

ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

1623343 1623261 16 98 gi|219878461|ref|NR_025600.1| Sutterella 


8 Sutterella 
ligenaceae; Sutterella. 
Sterolibacterium 

8 Sterolibacterium 
yclaceae; 


Ralstonia 
0 Ralstonia 


rkholderiaceae; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Ralstonia insidiosa 


93 Ralstonia insidiosa Bacteria; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 


Cupriavidus basilensis 


08 Cupriavidus basilensis Bacteria; 


Ss. 

Cupriavidus 
vidus campinensis 
Cupriavidus. 
Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


ref |NR_024970.1 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


Azoarcus toluclasticus 


465556 Bacteria_16S 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 25327 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
465556 Bacteria_16S 


6a3 16S ribosomal 
Betaproteobacteri 


465556 Bacteria_16S 


strain VB32 16S r 


multipotens strai 
Bacteria; Proteob 


465556 Bacteria_16S 


propionica strain 
Bacteria; Proteob 


465556 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


465556 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


strain CIP 103259 


2532231 2532149 16 98 gi 


2651197 2651115 16 
RNA, partial sequence 
a; Rhodocyclales; Rhodocyclaceae; Azos 
2652728 2652646 16 98 gi 
ibosomal RNA, partial sequence 


98 gi 


3079437 3079355 16 98 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3081013 3080931 16 98 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3082589 3082507 16 98 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


3114026 3113944 16 
16S ribosomal RNA, 


98 gi 
complete sequence 


3414430 3414349 17 98 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


465556 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


strain 106 16S ri 
Proteobacteria; B 


strain ROO1 16S r 
Proteobacteria; B 


465556 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 
Geobacter. 


465556 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


465556 Bacteria_16S 


strain N 155 16S 


Proteobacteria; B 


465556 Bacteria_16S 


strain ATH 2.2.1 


Proteobacteria; B 


465556 Bacteria_16S 


succinatimandens 
succinatimandens 
Petrobacter. 


465556 Bacteria_16S 


tunicata strain D 
Bacteria; Proteob 


Pseudoalteromonas. 
465556 Bacteria_16S 


3522901 3522819 16 98 gi 


3556705 3556623 16 98 
bosomal RNA, partial sequence 


gi 


3770940 3770858 16 98 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3772445 3772365 18 98 gi 
train H2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Deltaproteoba 


gi 


3824051 3823997 30 84 
strain 536 16S ribosomal RNA, 
Bacteria; Proteobacteria; 


gi 
complete 
Gammaproteob 


3889559 3889478 17 98 

ribosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
3961791 3961709 16 98 gi 


gi 


etaproteobacteria; Burkholderiales; Ru 
4122513 4122431 16 98 gi 
strain 4BON 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Betaproteoba 


9866 9806 37 98 gi 
2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


15950 15869 17 98 gi 


strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 


Bacteria; Spiroch 


465556 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


465556 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


465556 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


465556 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


aetes; Spirochaetales; Leptospiraceae; 
20602 20521 17 98 gi 
n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

64578 64497 17 98 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
206227 206146 17 98 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
214015 213931 13 98 gi 
osomal RNA, partial sequence 
ammaproteobacteria; 


2650247 2651682 Azosp 


2651733 26532 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
465556 Bacteria_16S 


etaproteobacteria; Rhodocyclales; Rhod 
465556 Bacteria_16S 


6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhod 
465556 Bacteria_16S 
3555718 35572 
etaproteobacteria; Rhodocyclales; Rhod 
465556 Bacteria_16S 
3769978 37714 


3888563 38900 


16S ribosomal RNA, partial sequence 3960828 39622 


219857356 


rkholderia 
219857224 


pira. 
219857223 


ocyclaceae 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 
equence 

eria; Desu 


219846846 

31130 
ocyclaceae 
219846635 

34134 
nomycineae 
219846561 


ocyclaceae 
219846538 


ocyclaceae 
219846384 


rkholderia 
219846383 
quence 
cteria; De 
219846347 
sequence 
acteria; P 
219846302 


eriaceae; 
219846251 


brivivax. 
219846135 
sequence 
cteria; Rh 


265679057 

8961 
nadales; P 
265679053 
al sequenc 
Leptospir 
265679050 
sequence 
a; Burkhol 


265679021 
ence 63592 
riales; Ox 
265678926 
sequence 

ria; Burkh 


ref|NR_024944.1 


; Cupriavid 
NR_024852.1 
oryzae Bact 


ceae 
ref 
ira 


3823071 382454 
asteurellales; P 
ref |NR_025892.1 


seria. 
NR_025841.1 


Neis 
ref 


265678920 


e 


Cupriavidus pauculus 


49 Cupriavidus pauculus Bacteria; 
u 


Ss. 
Azospira oryzae strain 
ria; Proteobacteria; 


ref|NR_024851.1| Azoarcus indigens 
16 Azoarcus indigens Bacteria; 
; Azoarcus. 
ref|NR_026461.1] Desulfurella 
57 3079982 Desulfurella multipotens 
esulfurellaceae; Desulfurella. 
ref|NR_026460.1| Desulfurella 
33 3081558 Desulfurella propionica 
esulfurellaceae; Desulfurella. 
ref|NR_026459.1| Desulfurella 

3081609 3083134 Desulfurella 
lfurellales; Desulfurellaceae; 
ref |NR_026438.1| Azoarcus anaerobius 
39 3114569 Azoarcus anaerobius Bacteria; 
; Azoarcus. 
ref|NR_026227.1| Actinomyces israelii 
73 3414913 Actinomyces israelii Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026153.1| Thauera aromatica 
32 Thauera aromatica Bacteria; 
; Thauera. 
ref|NR_026130.1| Zoogloea ramigera 
47 Zoogloea ramigera Bacteria; 
; Zoogloea. 
ref|NR_025975.1| Ralstonia syzygii 
22 Ralstonia syzygii Bacteria; 
ceae; Ralstonia. 
ref|NR_025974.1] Geobacter 

3771473 3772890 Geobacter 
sulfuromonadales; Geobacteraceae; 
ref|NR_025938.1| Haemophilus 


7 Haemophilus 
asteurellaceae; 


Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


ref|NR_025725.1] Petrobacter 

4121524 4123052 Petrobacter 
odocyclales; Rhodocyclaceae; 
ref|NR_029365.1| Pseudoalteromonas 

10291 Pseudoalteromonas tunicata 
seudoalteromonadaceae; 
ref|NR_029361.1| Leptospira interrogans 
e 15032 16427 Leptospira interrogans 
a. 
ref |NR_029358.1| Burkholderia 

19628 21106 Burkholderia 
deriales; Burkholderiaceae; 
ref|NR_029329.1| Herbaspirillum 

65117 Herbaspirillum seropedicae 
alobacteraceae; Herbaspirillum. 
ref|NR_029234.1] Taylorella 

205252 206750 Taylorella 
olderiales; Alcaligenaceae; Taylorella. 
ref|NR_029228.1| Marinomonas vaga 


213019 214484 Marinomonas vaga Bacteria; 
Oceanospirillales; Marinomonas. 


465556 Bacteria_ 


strain C4D1M 16S 
Proteobacteria; 


465556 Bacteria_ 


phenazinium stra 
Bacteria; Proteo 


465556 Bacteria_ 


strain P 1-22-1 
Proteobacteria; 


465556 Bacteria_ 


xenovorans strai 
Bacteria; Proteo 


465556 Bacteria_ 


CFN 42 16S ribos 
Alphaproteobacte 


465556 Bacteria_ 


strain CDC F5101 
Proteobacteria; 


465556 Bacteria_ 


strain CC-1 16S 
Thermotogae; The 


465556 Bacteria_ 


strain R 8118 16 
Proteobacteria; 


465556 Bacteria_ 


australiensis st 
australiensis Ba 
Quatrionicoccus. 


465556 Bacteria_ 


strain Sd/3 16S 
Firmicutes; Baci 


465556 Bacteria_ 


strain K 1/K2 16 
Bacteroidetes; 


strain Ppe8 16S 
Proteobacteria; 


465556 Bacteria_ 


strain MV1075 16 
Thermotogae; The 


465556 Bacteria_ 


lusitanum strain 
Bacteria; 


haemoperoxidus B 


465556 Bacteria_ 


microaerophilum 


microaerophilum B 
Propionibacteriac 
465556 Bacteria_ 


strain LMG 18819 
Proteobacteria; 


strain LMG 18106 
Proteobacteria; 


strain LMG 16407 
Proteobacteria; 


465556 Bacteria_ 


litoralis strain 
Bacteria; 


Proteobacteria; 


Proteobacteria; 


Sp 
465556 Bacteria_ 


Proteob 
465556 Bacteria_ 
haemoperoxidus st 


B 
465556 Bacteria_ 


B 
465556 Bacteria_ 


B 


Proteob 
465556 Bacteria_ 
strain SJ 16S rib 
D 
465556 Bacteria_ 
strain S5b2 16S r 
B 
465556 Bacteria_ 


16S 235181 235100 17 98 gi| 265678905 |ref|NR_029213.1| Burkholderia graminis 
ribosomal RNA, partial sequence 234235 235834 Burkholderia graminis Bacteria; 

Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 236817 236736 17 98 gi|265678904|ref|NR_029212.1| Burkholderia 

in A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkholderia phenazinium 

bacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 238399 238318 17 98 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 

Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 256664 256583 17 98 gi| 265678891 |ref|NR_029199.1| Burkholderia 


n 


bacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
16S 273142 273077 30 95 gi| 265678878 |ref|NR_029184.1 
omal RNA, partial sequence 272240 273697 Rhizobium etli Bacter 
ria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rh 
16S 289811 289730 17 98 gi| 265678867 |ref|NR_029173.1 
16S ribosomal RNA, complete sequence 288824 290348 Bordet 
Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
16S 330956 330875 17 98 gi|265678840|ref|NR_029145.1 
ribosomal RNA, partial sequence 329993 33159 
rmotogales; Thermotogaceae; Geotoga. 
16S 468358 468277 17 98 gi|265678739|ref|NR_029044.1 
S ribosomal RNA, partial sequence 467397 46889 
Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
16S 482156 482075 17 98 gi|265678730|ref|NR_029035.1 
rain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 
cteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodoc 
16S 502283 502214 30 98 gi| 265678717 |ref|NR_029022.1 
ribosomal RNA, partial sequence 501307 50281 
llales; Bacillaceae; Bacillus. 
16S 570897 570820 21 98 gi| 265678672 |ref|NR_028977.1 
S ribosomal RNA, partial sequence 569932 57142 


s 
xr 


ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
16S 738935 738854 17 98 gi 
P6-12 16S ribosomal RNA, 
16S 


831325 831256 30 98 


gi 
acteria; Firmicutes; Lactobacillales; E 
16S 855388 855307 17 98 gi 
strain M 5 16S ribosomal RNA, partial s 
acteria; Actinobacteria; Actinobacteri 
eae; Propionibacterium. 


16S 893214 893133 17 98 


gi 
etaproteobacteria; Burkholderiales; Bu 
16S 894749 894668 17 98 gi 


etaproteobacteria; Burkholderiales; Bu 
16S 896284 896203 17 98 gi 


etaproteobacteria; Burkholderiales; Bu 
16S 935034 934957 21 98 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
16S 936560 936483 21 98 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 
16S 1002828 1002747 17 98 gi 
ibosomal RNA, partial sequence 


16S 1031597 1031516 17 98 


gi 


LB400 16S ribosomal RNA, partial sequ 


complete sequ 
acteria; Betaproteobacteria; Burkholde 


rain 440 16S ribosomal RNA, partial se 


ence 25570 


hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobact 
16S 588868 588787 17 98 gi|265678660|ref|NR_028965.1 
ribosomal RNA, partial sequence 587905 58931 

Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
16S 670698 670617 17 98 gi|265678602|ref|NR_028907.1 


669757 67122 


265678555 
ence 73794 
riales; 
265678492 
quence 


265678475 
equence 


dae; 


265678449 


16S ribosomal RNA, partial sequence 892248 89373 
rkholderia 


265678448 


16S ribosomal RNA, partial sequence 893783 89526 


rkholderia 
265678447 


16S ribosomal RNA, partial sequence 895318 89680 


rkholderia 
265678422 
e 93405 
brionales; 
265678421 


935581 93704 
Bacteriov 


265678376 


1001834 10033 
etaproteobacteria; Rhodocyclales; Rhod 


ocyclaceae 
265678357 


auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 


Ox 


nterococca 


Actin 


3 257168 Burkho 


ref |NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028795.1 

830324 831835 
ceae; Enterococc 
ref|NR_028778.1 

854408 855931 
omycetales; Prop 


ref|NR_028751.1 


ceae; Pandoraea 
ref 


NR_028750.1 


; Pandoraea 
NR_028749.1 


ceae 
ref 


ceae; Pandoraea 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028723.1 
4 Bacteriovorax 
oracaceae; Bacte 
ref |NR_028678.1 


; Azovibrio. 
ref|NR_028659.1 


lderia xenovorans 
Burkholderia. 
Rhizobium etli strain 
ia; Proteobacteria; 
izobium. 
Bordetella holmesii 
ella holmesii Bacteria; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Burkholderia terricola 


3 Burkholderia terricola Bacteria; 


ia. 
Quatrionicoccus 
Quatrionicoccus 

yclaceae; 


Bacillus indicus 


1 Bacillus indicus Bacteria; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


er. 
Burkholderia tropica 


0 Burkholderia tropica Bacteria; 


ia. 
Marinitoga camini 


5 Marinitoga camini Bacteria; 


Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Enterococcus 
Enterococcus 

us. 
Propionibacterium 
Propionibacterium 
ionibacterineae; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 
Bacteriovorax marinus 

marinus Bacteria; 

riovorax. 

Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


1030633 103211 


Micromonospora 
4 Micromonospora 


465556 Bacteria_16S 
strain 7-2 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
465556 Bacteria_16S 


strain LK2-10 16S 


Micromonospora. 


465556 Bacteria_16S 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 11259 


Bacteroidetes; Fl 


465556 Bacteria_16S 
strain Ter6 16S r 
B 
465556 Bacteria_16S 
13501 16S ribosomal RNA, 
B 
465556 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain CCUG 33897 
Bacteria; Actinob 
Luteococcus. 


465556 Bacteria_16S 


strain UR/MT95 16 
Proteobacteria; B 


465556 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


465556 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


465556 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


465556 Bacteria_16S 


strain MT1-641 16 
Proteobacteria; B 


465556 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


465556 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


465556 Bacteria_16S 


strain MP145 16S 
Tenericutes; Moll 


465556 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


465556 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


465556 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


465556 Bacteria_16S 


ruhlandii strain 
Bacteria; Proteob 


465556 Bacteria_16S 


piechaudii strain 
piechaudii Bacter 


465556 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


465556 Bacteria_16S 


matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


1036231 1036150 17 98 gi 


1048517 1048436 17 98 
ribosomal RNA, partial sequence 


gi 


1125468 1125391 21 98 gi 
avobacteria; Flavobacteriales; 
1146576 1146495 17 98 


ibosomal RNA, partial sequence 


Cryomor 
gi 


ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 


1035238 10367 


1047573 10490 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


1145612 11470 


265678354 


alobactera 
265678346 


omonospori 
224581403 


phaceae; C 
253680759 


etaproteobacteria; Burkholderiales; Oxalobactera 
1193441 1193360 17 98 gi|228715722 
complete sequence 1192457 1193978 Borde 
etaproteobacteria; Burkholderiales; Alcaligenace 

1219074 1218993 17 98 gi| 219878368 

16S ribosomal RNA, partial sequence 12181 
acteria; Actinobacteridae; Actinomycetales; Prop 

1267414 1267333 17 98 gi| 219846423 
S ribosomal RNA, partial sequence 1266430 12679 
etaproteobacteria; Burkholderiales; Oxalobactera 

1283764 1283683 17 98 gi|219846066 
16S ribosomal RNA, partial sequence 1282800 12842 
etaproteobacteria; Burkholderiales; Burkholderia 

1317190 1317113 21 98 gi|228715851 
bosomal RNA, partial sequence 1316224 13177 
acteria; Actinobacteridae; Actinomycetales; Micr 

1359889 1359808 17 98 gi| 228720024 
ain E264 16S ribosomal RNA, partial sequence 
4 Bacteria; Proteobacteria; Betaproteobacteria; 
udomallei group. 

1373529 1373448 17 98 gi| 228717983 
S ribosomal RNA, partial sequence 1372563 13740 
etaproteobacteria; Burkholderiales; Burkholderia 

1387115 1387034 17 98 gi| 228716754 

ribosomal RNA, partial sequence 1386182 13876 
acteria; Betaproteobacteria; Burkholderiales; Bu 

1388630 1388549 17 98 gi| 228716720 

ribosomal RNA, partial sequence 1387667 13891 
etaproteobacteria; Burkholderiales; Burkholderia 

1392979 1392910 29 98 gi|228716184 
ribosomal RNA, partial sequence 1392046 13934 
icutes; Mycoplasmataceae; Mycoplasma. 

1424720 1424639 17 98 gi| 224581442 
bosomal RNA, partial sequence 1423741 14252 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 

1438663 1438582 17 98 gi| 224581429 
osomal RNA, partial sequence 1437684 14391 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 

1452321 1452240 17 98 gi| 224581419 
n AA459 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; Actinomyc 
e; Micromonospora. 

1456911 1456830 17 98 gi| 224581416 
EY3918 16S ribosomal RNA, partial sequence 14559 
acteria; Betaproteobacteria; Burkholderiales; Al 

1471985 1471904 17 98 gi|224581405 

EY3860 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Betaproteobacteria; Burkhold 

1473377 1473296 17 98 gi| 224581402 
1 RNA, partial sequence 1472412 1473865 Burkh 
etaproteobacteria; Burkholderiales; Burkholderia 

1532323 1532242 17 98 gi| 219857427 


tial seque 
e; Actinom 


465556 Bacteria_16S 


1533881 1533800 17 98 gi 


ref|NR_028656.1| Herbaspirillum putei 
33 Herbaspirillum putei Bacteria; 

ceae; Herbaspirillum. 

ref|NR_028648.1| Micromonospora eburnea 
49 Micromonospora eburnea Bacteria; 

neae; Micromonosporaceae; 


v 


ref|NR_027184.1| Cryomorpha ignava 
35 Cryomorpha ignava Bacteria; 
ryomorpha. 


ref|NR_028007.1| Collimonas fungivorans 
64 Collimonas fungivorans Bacteria; 
ceae; Collimonas. 

ref|NR_027537.1| Bordetella hinzii LMG 
tella hinzii LMG 13501 Bacteria; 

ae; Bordetella. 

ref|NR_025507.1| Luteococcus sanguinis 
99 1219566 Luteococcus sanguinis 
ionibacterineae; Propionibacteriaceae; 
ref|NR_026014.1| Massilia timonae 

23 Massilia timonae Bacteria; 

ceae; Massilia. 

ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 


; Burkholderia. 

NR_027540.1| Tropheryma whipplei 

07 Tropheryma whipplei str. Twist 

ococcineae; Tropheryma. 

ref|NR_027587.1| Burkholderia 
1358923 1360410 Burkholderia 


Burkholderiales; Burkholderiaceae; 


ceae 
ref 


Burkholderia unamae 

50 Burkholderia unamae MTI-641 Bacteria; 
ceae; Burkholderia. 

ref|NR_027555.1| Burkholderia phymatum 
16 Burkholderia phymatum STM815 
rkholderiaceae; Burkholderia. 
ref|NR_027554.1| Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 

ref|NR_027548.1| Mycoplasma crocodyli 
92 Mycoplasma crocodyli MP145 Bacteria; 


ref|NR_027569.1 


ref|NR_027224.1| Thauera phenylacetica 

51 Thauera phenylacetica Bacteria; 

; Thauera. 

ref|NR_027211.1| Thauera aminoaromatica 

79 Thauera aminoaromatica Bacteria; 

; Thauera. 

ref|NR_027200.1 
1451367 145284 

etales; Micromon 


Micromonospora 
3 Micromonospora 
osporineae; 


ref|NR_027197.1] Achromobacter 
66 1457283 Achromobacter ruhlandii 
caligenaceae; Achromobacter. 
ref|NR_027186.1] Achromobacter 

1471041 1472361 Achromobacter 
les; Alcaligenaceae; Achromobacter. 
NR_024882.1| Burkholderia ambifaria 
ria ambifaria AMMD Bacteria; 
Burkholderia; Burkholderia cepacia 


eria 
ref 

olde 
ceae 


, 


ref 
nce 
ycet 


NR_025015.1| Micromonospora 
1531359 1532864 Micromonospora 


ales; Micromonosporineae; 


219857425 


cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; Bur 


kholderia cepacia complex. 


ref|NR_025013.1| Burkholderia 
1532915 1534322 Burkholderia 


465556 Bacteria_16S 1714799 1714722 21 98 gi|219878398|ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

465556 Bacteria_16S 1716333 1716256 21 98 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

465556 Bacteria_16S 1717887 1717810 21 98 gi|219878396|ref|NR_025535.1| Pedobacter saltans 
strain DSM 12145 16S ribosomal RNA, partial sequence 1716916 1718394 Pedobacter saltans Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

465556 Bacteria_16S 1719409 1719332 21 98 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

465556 Bacteria_16S 1765057 1764989 30 98 gi|219878361|ref|NR_025500.1| Streptococcus 
entericus strain CECT 5353 16S ribosomal RNA, partial sequence 1764167 1765501 Streptococcus 
entericus Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

465556 Bacteria_16S 1781632 1781552 17 98 gi|219878349|ref|NR_025488.1| Citricoccus muralis 


strain 4-0 16S ribosomal RNA, partial sequence 1780670 1782124 Citricoccus muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Citricoccus. 

465556 Bacteria_16S 1830304 1830223 17 98 gi|219878316|ref|NR_025455.1| Propionivibrio 
limicola strain GolChil 16S ribosomal RNA, complete sequence 1829317 1830847 Propionivibrio 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
465556 Bacteria_16S 1879022 1878941 17 98 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
465556 Bacteria_16S 1897692 189761117 98 gi|219878265|ref|NR_025404.1| Bordetella trematum 


strain DSM 11334 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
465556 Bacteria_16S 1899235 1899154 17 98 gi 
strain LMG 1945, R8846 16S ribosomal RNA, partial seque 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
465556 Bacteria_16S 1935263 1935194 29 98 gi 
strain CHOO1A 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterale 
465556 Bacteria_16S 1947483 1947402 17 98 gi 
strain Se-1111R 1 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 
465556 Bacteria_16S 1964215 1964134 17 98 gi 
denitrificans strain NCIMB 9548 16S ribosomal RNA, part 
denitrificans Bacteria; Proteobacteria; Betaproteobacte 
Thiobacillus. 
465556 Bacteria_16S 
subsp. parafaecal 
subsp. parafaecal 
Alcaligenes. 

465556 Bacteria_16S 1971533 1971452 17 98 gi 
frisingense strain GSF30 16S ribosomal RNA, partial seq 
frisingense Bacteria; Proteobacteria; Betaproteobacteri 
Herbaspirillum. 
465556 Bacteria_16S 


1965732 196565117 98 gi 
is strain G 16S ribosomal RNA, partial 
is Bacteria; Proteobacteria; Betaprote 


2068023 2067942 17 98 
strain 58Eu 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
465556 Bacteria_16S 2074190 2074109 17 98 gi 
defragrans strain 54Pin 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 
465556 Bacteria_16S 2077203 2077122 17 98 gi 
propionicum strain DSM 43307 16S ribosomal RNA, partial 
propionicum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 

465556 Bacteria_16S 2078762 2078681 17 98 gi 
granulosum strain DSM 20700 16S ribosomal RNA, partial 

granulosum Bacteria; Actinobacteria; Actinobacteridae; 

Propionibacteriaceae; Propionibacterium. 

465556 Bacteria_16S 2081873 2081792 17 98 gi 
avidum strain DSM 4901 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Propionibacterium. 

465556 Bacteria_16S 2270244 2270163 17 98 gi 
azotonutricium strain ZAS-9 16S ribosomal RNA, partial 

azotonutricium Bacteria; Spirochaetes; Spirochaetales; 


gi 


16S ribosomal RNA, partial sequence 1896710 18982 
ca 


ne 
ca 


1934336 19357 
S; 


6S ribosomal RNA, partial sequence 1946525 19480 
ca 


ia 
ri 


ob 


ue 
a; 


2067059 20 
oc 


en 
rh 


se 
Ac 


219878135 
nc 
al 


219857553 
se 


Sp 


465556 Bacteria_16S 2308043 2307962 17 98 gi 
strain K24 16S ribosomal RNA, partial sequence 


219857524 
2307079 2308560 Pigmentiphaga kullae Bacteria; 


ligenace 
219878264 
e 18982 
ligenace 
219878238 


Campylo 
219878230 


ligenace 
219878219 
1 sequen 
a; Hydro 


219878218 
sequence 
acteria; 


219878214 
nce 
Burkhol 


219878145 
685 
yclaceae 
219878141 
ce 20732 
ales; Al 
219878138 
sequence 
Actinomyc 


219878137 
quence 
tinomyce 


20809 
Prop 


e 
es; 


quence 
irochaet 


ae; Bordetella. 
ref|NR_025403.1 
81 1899753 Bracki 
ae; Brackiella. 
ref|NR_025377.1 
49 Campylobacter 
bacteraceae; 
ref |NR_025369.1 


ae; Bordetella. 
ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


NR_025357.1 
1964797 196621 
Burkholderiales 


ref|NR_025353.1 
1970584 197204 
deriales; Oxalob 


ref |NR_025284.1 


; Thauera. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025277.1 

2076251 207775 
etales; Propioni 


ref|NR_025276.1 
2077807 207932 
tales; Propionib 


ref|NR_025274.1 
23 2082426 Propio 
ionibacterineae; 


ref |NR_025141.1 
2269277 227073 
aceae; Treponema 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Campylobacter hominis 
hominis Bacteria; 


Campylobacter. 


Bordetella petrii 


20 Bordetella petrii Bacteria; 


Thiobacillus 
6 Thiobacillus 
drogenophilaceae; 


Alcaligenes faecalis 
0 Alcaligenes faecalis 
Alcaligenaceae; 


’ 


Herbaspirillum 
9 Herbaspirillum 
acteraceae; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 
Propionibacterium 
6 Propionibacterium 
bacterineae; 


Propionibacterium 
0 Propionibacterium 
acterineae; 


Propionibacterium 
nibacterium avidum 
Propionibacteriaceae; 


Treponema 
9 Treponema 


ref |NR_025112.1 


Pigmentiphaga kullae 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 


465556 Bacteria_16S 2330679 2330598 17 98 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

465556 Bacteria_16S 2359428 2359347 17 98 gi|219857488|ref|NR_025076.1| Propionibacterium 
australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 


australiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

465556 Bacteria_16S 2385212 2385131 17 98 gi|219857470|ref|NR_025058.1| Burkholderia fungorum 
strain LMG 16225 16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia fungorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

465556 Bacteria_16S 2386736 2386655 17 98 gi|219857469|ref|NR_025057.1| Burkholderia 
caledonica strain LMG 19076 16S ribosomal RNA, partial sequence 2385781 2387256 Burkholderia 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
465556 Bacteria_16S 2526134 2526057 21 98 gi|219857360|ref|NR_024948.1| Campylobacter 


hyointestinalis subsp. lawsonii strain CHY5 16S ribosomal 

Campylobacter hyointestinalis subsp. 
Campylobacterales; Campylobacteraceae; 
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ref|NR_024915.1] Taylorella 


asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
465556 Bacteria_16S 2619144 2619063 17 98 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

465556 Bacteria_16S 2646688 2646607 17 98 gi|219857227|ref|NR_024855.1| Propionivibrio 
pelophilus strain asp 66 16S ribosomal RNA, partial sequence 2645713 2647197 Propionivibrio 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Propionivibrio. 
465556 Bacteria_16S 2649693 2649612 17 98 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

465556 Bacteria_16S 2654213 2654132 17 98 gi|219857222|ref|NR_024850.1| Azoarcus communis 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

465556 Bacteria_16S 2699019 2698950 30 98 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

465556 Bacteria_16S 2718610 2718529 17 98 gi|219857176|ref|NR_024804.1| Herbaspirillum 
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5 Herbaspirillum 
xalobacteraceae; 
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ref|NR_024721.1| Burkholderia 

92 2836452 Burkholderia kururiensis 
rkholderiaceae; Burkholderia. 
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Janthinobacterium 


lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 


465556 Bacteria_16S 3223133 3223052 17 98 gi|219846772|ref|NR_026364.1| Janthinobacterium 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 3222170 3223638 Janthinobacterium 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Janthinobacterium. 
465556 Bacteria_16S 3324681 3324600 17 98 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
465556 Bacteria_16S 3326208 3326127 17 98 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
465556 Bacteria_16S 3327729 3327648 17 98 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 
465556 Bacteria_16S 3329248 3329167 17 98 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
465556 Bacteria_16S 3330776 3330695 17 98 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
strain DSM 43040 16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
465556 Bacteria_16S 3332304 3332223 17 98 gi|219846697|ref|NR_026289.1| Pilimelia anulata 
strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 3332810 Pilimelia anulata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
465556 Bacteria_16S 3341334 3341253 17 98 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
465556 Bacteria_16S 3342861 3342780 17 98 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
465556 Bacteria_16S 3344380 3344299 17 98 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
465556 Bacteria_16S 3345908 3345827 17 98 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
465556 Bacteria_16S 3347434 3347353 17 98 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
465556 Bacteria_16S 3348960 3348879 17 98 gi|219846685|ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
465556 Bacteria_16S 3350494 3350413 17 98 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 
465556 Bacteria_16S 3430753 3430670 15 98 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
465556 Bacteria_16S 3580728 3580660 30 98 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 
465556 Bacteria_16S 3591601 3591524 21 98 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 


465556 Bacteria_16S 3804136 3804055 17 98 gi|219846360|ref|NR_025951.1| Bordetella pertussis 
strain 18323 16S ribosomal RNA, partial sequence 3803146 3804609 Bordetella pertussis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

465556 Bacteria_16S 3805650 3805569 17 98 gi|219846359|ref|NR_025950.1| Bordetella 
parapertussis strain 522 16S ribosomal RNA, partial sequence 3804660 3806123 Bordetella 


parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
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465556 Bacteria_16S 28163 28095 30 98 gi| 265679045 |ref|NR_029353.1 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 
465556 Bacteria_16S 43244 43164 18 98 gi|265679035|ref|NR_029343.1 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
Nocardiopsaceae; Nocardiopsis. 

465556 Bacteria_16S 67595 67527 30 98 gi|265679019|ref|NR_029327.1 
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asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonas. 
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Mycobacterium. 
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strain Benl04 16S ribosomal RNA, partial sequence 
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465556 Bacteria_16S 264162 264094 30 98 gi 
burtonensis strain ACAM 188 16S ribosomal RNA, partial 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; 
465556 Bacteria_16S 274725 274645 18 98 
strain S-16 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
465556 Bacteria_16S 279274 279194 18 98 gi 
strain ATCC 23392 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
465556 Bacteria_16S 353723 353655 30 98 gi 
strain 941 16S ribosomal RNA, partial sequence 
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bajacaliforniensis Bacteria; Spirochaetes; Spirochaetal 
465556 Bacteria_16S 537265 537185 18 98 gi 
strain CR 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nau 
465556 Bacteria_16S 543365 543285 18 98 gi 
strain JR 16S ribosomal RNA, partial sequence 
Deferribacteres; Deferribacterales; 
465556 Bacteria_16S 564842 564762 18 98 gi 
strain LV3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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465556 Bacteria_16S 602310 602242 30 98 gi 
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465556 Bacteria_16S 705326 705258 30 98 gi 
lacustris strain EL-17a 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
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16S ribosomal RNA, partial sequence 461374 46285 


536318 53780 


542382 54390 


563902 56532 


265678915 
ce 22065 
ales; Cory 


265678894 


hodobacter 
265678884 
sequence 
vobacteria 
265678877 


265678874 
27832 


265678821 


microbiace 
265678818 


Sphingomon 
265678806 
quence 
teria; Sph 
265678802 


hodobacter 
265678777 


les; Methy 
265678771 


mosa. 
265678759 
equence 

obacterial 
265678743 


ionibacter 
265678728 
ete sequen 
es; Spiroc 
265678694 


tiliaceae; 
265678690 


Deferriba 
265678676 


ococcineae 
265678657 
ce 59240 
onadales; 
265678651 
ence 60134 
s; Flavoba 
265678638 
1 sequence 
bacteria; 
265678590 
equence 
ria; Desul 
265678579 
ence 70441 
ales; Prop 


465556 Bacteria_16S 708150 708082 30 98 
strain 216 16S ribosomal RNA, partial sequence 


gi 


265678577 


, 


ref 


9 222097 Mycob 
neba 


ref 


les; 


ref 


ref 


1 279763 Mycop 


ref 


ref 


7 Sphingopyxis 
adac 


ingo: 


ref 


ref 


ref 


saa 


ref 


443005 44449 
es; 


ref 


ref 


ce 484221 48574 
haet 


ref 


2 Caminibacter 
Caminibacter. 


ref 


0 Deferribacter 
cter 


ref 


Mi 
ref 


8 593892 Novos 
Sphi 


ref 


4 602854 Gelidi 
cter 


ref 
6 


ref 


687908 689408 
foba 


ref 


19766 621178 
Naut 


NR_029223.1 
cterineae; 
NR_029202.1 


e; Amaricoc 


Flavob 
NR_029183.1 


NR_029180.1 


NR_029126.1 


Rhodoplanes 
NR_029123.1 


eae; Sphing 
NR_029111.1 
73610 


monadales; S 


NR_029107.1 


e; Oceanicol 
NR_029082.1 


cteriaceae; 
NR_029076.1 
lgae Bacteri 


NR_029064.1 
3 
Flavobacteri 
NR_029048.1 


e; Nocardioi 
NR_029033.1 
1 
aceae; Spiro 
NR_028999.1 


NR_028995.1 


NR_028981.1 


crobacteriac 
NR_028962.1 
Pp 
ngomonadacea 
NR_028956.1 


iaceae; Geli 
NR_028943.1 


iliales; Nau 
NR_028895.1 


cterales; De 
NR_028884.1 


bacterineae; 


ref 


a 
M 


1 


Mycobacterium 
cterium genavense 
ycobacteriaceae; 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 
acea 


us. 
Psychroserpens 
Psychroserpens 

iaceae; Psychroserpens. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma gateae 
asma gateae Bacteria; 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 
ae; 


Sphingopyxis terrae 


terrae Bacteria; 
O° 


pyxis. 
Sphingomonas 
Sphingomonas 
phingomonadaceae; 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 
acea 


a. 
Methylobacterium 


5 Methylobacterium populi BJ001 
loba 


Methylobacterium. 
Formosa algae strain 
a; Bacteroidetes; 


Croceibacter 
Croceibacter 

aceae; Croceibacter. 
Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
inea 


daceae; Kribbella. 
Spirochaeta 
Spirochaeta 

chaeta. 

Caminibacter profundus 


profundus Bacteria; 


Deferribacter abyssi 
abyssi Bacteria; 


Rhodoglobus vestalii 


7 Rhodoglobus vestalii Bacteria; 


eae; Rhodoglobus. 
Novosphingobium 
hingobium hassiacum 
e; Novosphingobium. 
Gelidibacter 
bacter mesophilus 
dibacter. 
Caminibacter 
Caminibacter 
tiliaceae; Caminibacter. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Friedmanniella 


6 705838 Friedmanniella lacustris 
ioni 


Nocardioidaceae; 


NR_028882.1 


Luteococcus peritonei 


707255 708617 Luteococcus peritonei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 


Luteococcus. 


465556 Bacteria_16S 720535 720467 30 98 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 

465556 Bacteria_16S 746349 746283 30 98 gi| 265678549 |ref|NR_028853.1| Acinetobacter tandoii 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter tandoii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

465556 Bacteria_16S 747717 747658 38 98 gi|265678548|ref|NR_028852.1| Acinetobacter gerneri 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter gerneri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

465556 Bacteria_16S 749092 749033 38 98 gi| 265678547 |ref|NR_028851.1| Acinetobacter bouvetii 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter bouvetii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

465556 Bacteria_16S 753217 753158 38 98 gi|265678544|ref|NR_028848.1| Acinetobacter baylyi 
strain B2 16S ribosomal RNA, partial sequence 752344 753668 Acinetobacter baylyi Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

465556 Bacteria_16S 793050 792982 30 98 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

465556 Bacteria_16S 838867 838787 18 98 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
465556 Bacteria_16S 864667 864599 30 98 gi|265678469|ref|NR_028772.1| Muricauda 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 Muricauda 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Muricauda. 
465556 Bacteria_16S 890224 890144 18 98 gi| 265678451 |ref|NR_028753.1| Actinomadura 
catellatispora strain 3.24 16S ribosomal RNA, partial sequence 889276 890727 Actinomadura 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

465556 Bacteria_16S 907126 907058 30 98 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


singaporensis Bac 
Desulforhopalus. 


465556 Bacteria_16S 


strain RE35F/1 16 


Proteobacteria; Alphaproteobacteria; 
465556 Bacteria_16S 
psychrophila stra 
psychrophila Bact 


Desulfotalea. 


465556 Bacteria_16S 


subsp. socranskii 
socranskii subsp. 


465556 Bacteria_16S 


strain IC166 16S 
Bacteroidetes; Fl 


465556 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


465556 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


465556 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


465556 Bacteria_16S 


vladivostokensis 
vladivostokensis 
Vitellibacter. 


465556 Bacteria_16S 


tardaugens strain 
Bacteria; Proteob 


465556 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
465556 Bacteria_16S 


strain Y 16S ribo 
Alphaproteobacter 


465556 Bacteria_16S 


in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


1059114 1059034 18 98 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1068127 1068059 30 98 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1072616 1072548 30 98 gi 
strain KMM 3516 16S ribosomal RNA, par 
Bacteria; Bacteroidetes; Flavobacteria 


1074038 1073970 30 98 gi 
ARI-1 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
1078430 1078362 30 98 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1084405 1084337 30 98 gi 
somal RNA, partial sequence 1083512 108 
ia; Sphingomonadales; Sphingomonadacea 
1090619 1090539 18 98 gi 


’ 


e; 


uence 
teria; Campylo 


265678338 


quence 
les; 


Defer 
265678332 


ence 10672 
Sphingomonadales; 


265678329 


tial seque 


Flavobac 


265678328 


ence 10731 
Sphingomonadales; 


265678324 
10775 


Sphingomon 


265678320 
4952 Sphin 
Sphingo 
265678316 


roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 


roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiac 


eae; Nonomuraea. 


1053566 10550 
bacterales; 


0 


ref |NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028631.1 
nce 107168 
teri Flavob 


ales; 


ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028618.1 

1089685 109113 
Strept 


teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

908618 908550 30 98 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 

S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

927342 927274 30 98 gi| 265678427 |ref|NR_028729.1| Desulfotalea 
in LSv54 16S ribosomal RNA, partial sequence 926361 927852 Desulfotalea 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

984176 984108 30 98 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1028583 1028515 30 98 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 
ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

1054525 1054445 18 98 gi|265678341|ref|NR_028643.1| Sulfurimonas 


2 Sulfurimonas 
Helicobacteraceae; 


Deferribacter 

3 Deferribacter 
eferribacter. 
Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Vitellibacter 
71073086 Vitellibacter 
acteriaceae; 


Novosphingobium 
hingobium tardaugens 

e; Novosphingobium. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingobium amiense 
acteria; Proteobacteria; 


Nonomuraea 
7 Nonomuraea 
osporangineae; 


465556 Bacteria_16S 
strain DF-32 16S 


Microbispora. 
465556 Bacteria_16S 
strain ES10.1 16S 


465556 Bacteria_16S 


witflariensis strain W-5 
witflariensis Bacteria; 


Sphingopyxis. 
465556 Bacteria_16S 


DSM 1552 16S ribosomal R 
Firmicutes; Erysipelotri 


465556 Bacteria_16S 


ATCC 700755 16S ribosoma 
Bacteroidetes; 


Bacteria; 
465556 Bacteria_16S 
smaragdinae DSM 1 


465556 Bacteria_16S 
ochracea DSM 7271 
7271 Bacteria; 
465556 Bacteria_16S 


subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 
paredis Bacteria; 


socranskii subsp. 
465556 Bacteria_16S 


subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 
buccale Bacteria; 


socranskii subsp. 
465556 Bacteria_16S 


ribosomal RNA, 
Actinobacteria; Actinoba 


riboso 
Actinobacteria; Actinoba 


1293 16 
11293 Bacteria; Spirochaetes; 


Bacteroidetes; 


1108706 1108626 18 


1131395 1131315 18 


1141998 1141930 30 


1166255 1166188 30 


1167682 1167614 30 


Flavobacteria; 
1169233 1169153 18 


1173862 1173794 30 


1252248 1252180 30 


1253775 1253707 30 


1268960 1268880 18 


98 


partial sequence 
cteridae; Actinomycetales; 


98 


mal RNA, partial sequence 
cteridae; Actinomycetales; 


98 


98 


98 


1 RNA, partial sequence 
Flavobacteriales; 


98 


98 


98 


Spirochaetes; 


98 


Spirochaetes; 


98 


gi 


gi 


gi 


gi 


gi 


1166738 1168192 Psychroflexus 
Flavobacteriaceae; 


gi 


S ribosomal RNA, partial sequence 


Spirochaetales; Spirochaetaceae; 


gi 


16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 


gi 


gi 


gi 


Stre 


Stre 


265678303 


1107766 1109207 Microbispora 
ptosporangineae; 


253680769 


1130448 1131904 Nocardiopsis 
ptosporangineae; 


253680762 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


228720470 


228719858 


228719827 


228719222 


219857241 


Spirochaetales; 


219857240 


Spirochaetales; 


219846421 


chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 


chloroethenica Bacteria; 


Desulfuromonas. 
465556 Bacteria_16S 
strain LM 161 16S 


465556 Bacteria_16S 


OT-1 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Flavobacteria; 
465556 Bacteria_16S 


ribosomal RNA, 


Proteobacteria; 


1300317 1300249 30 


1375070 1375002 30 


1396081 1396001 18 


Deltaproteobacteria; 


98 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


98 


1374101 1375614 Kordia algicida OT-1 


Flavobacteriaceae; Kordia. 


98 


strain KA3 16S ribosomal RNA, partial sequence 


Thermotogae; 
465556 Bacteria_16S 
strain SMP-10 16S 
Proteobacteria; 
465556 Bacteria_16S 
chlorophenolicum 
chlorophenolicum 
Sphingobium. 

465556 Bacteria_16S 


1404995 1404927 30 


1407933 1407865 30 


1413994 1413926 30 


98 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nann 


98 


98 


strain S-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; 


465556 Bacteria_16S 
caeruleus subsp. 


1494690 1494622 30 


98 


gi 


gi 


gi 


1395106 1396548 Marinitoga pi 
Thermotogales; Thermotogaceae; Marinitoga. 


gi 


gi 


strain ATCC 33790 16S ribosomal RNA, p 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


gi 


219846779 


1299363 1300872 Kribbella kor 
ionibacterineae; 


228717906 


228715882 


219857153 


1404010 1405517 Haliangium te 
ocystineae; Haliangiaceae; 


219846657 


224581449 


1413085 14145 


Sphingomonadales; 


gi 


caeruleus strain DSM 44103 16S ribosomal 


219846703 


elotrichaceae. 


artial sequence 


Sphingomonadaceae; 


RNA, partial sequence 


ref|NR_028605.1 


ref |NR_028017.1 


ref|NR_028010.1 


ref |NR_027592.1 


ref|NR_027586.1 
ref|NR_027585.1 
ref|NR_027581.1 
ref|NR_024869.1 
ref 


NR_024868.1 


ref|NR_026012.1 


ref |NR_026371.1 


ref|NR_027568.1 
ref 


NR_027541.1 


ref|NR_024781.1 


ref|NR_026249.1 


ref |NR_027233.1 
01 Sphingobium c 


ref |NR_026295.1 


Nocardioidaceae; 


Microbispora corallina 
corallina Bacteria; 


Streptosporangiaceae; 


Nocardiopsis exhalans 
exhalans Bacteria; 


Nocardiopsaceae; Nocardiopsis. 


Sphingopyxis 


1141076 1142557 Sphingopyxis 
Sphingomonadales; Sphingomonadaceae; 


Clostridium spiroforme 


NA, partial sequence 1165300 1166687 Clostridium spiroforme DSM 1552 Bacteria; 
chi; Erysipelotrichales; Erysip 


Psychroflexus torquis 
torquis ATCC 700755 


Psychroflexus. 


Spirochaeta 


1168243 1169775 Spirochaeta smaragdinae DSM 
Spirochaeta. 


Capnocytophaga 


1172900 1174354 Capnocytophaga ochracea DSM 
Flavobacteriaceae; 


Capnocytophaga. 
Treponema socranskii 


1251289 1252767 Treponema 
Spirochaetaceae; 


Treponema. 
Treponema socranskii 


1252818 1254294 Treponema 
Spirochaetaceae; 


Treponema. 
Desulfuromonas 


1267974 1269475 Desulfuromonas 
Desulfuromonadales; 


Desulfuromonadaceae; 


Kribbella koreensis 
eensis Bacteria; 
Kribbella. 
Kordia algicida strain 
Bacteria; Bacteroidetes; 


Marinitoga piezophila 
ezophila KA3 Bacteria; 


Haliangium tepidum 
pidum Bacteria; 
Haliangium. 
Sphingobium 


1407032 1408473 Sphingobium 


Sphingomonadaceae; 


Sphingobium cloacae 
loacae Bacteria; 


Sphingobium. 


Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
465556 Bacteria_16S 
strain OMZ833 16S 
Spirochaetes; 
465556 Bacteria_16S 


strain KMM 426 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteroidetes; 
465556 Bacteria_16S 
strain SNG49 16S 


465556 Bacteria_16S 
strain DSM 44494 


465556 Bacteria_16S 


metallicus strain R2A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


Flavobacteria; 


1523172 1523104 30 


1544606 1544538 30 


1639933 1639853 18 


1740702 1740622 18 


1743791 1743711 18 


98 


ribosomal RNA, partial sequence 
Spirochaetales; 


98 


98 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


98 


98 


Micromonosporineae; Micromonosporaceae; 


gi 


gi 


gi 


219857543 


1522207 15236 
Spirochaetaceae; Treponema. 


219857262 


1543657 15451 
Flavobacteriaceae; Arenibacter. 


219878450 


1638983 16404 


gi 


gi 


Streptosporangineae; 


219878380 


16S ribosomal RNA, partial sequence 1739732 17412 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


219878378 


Couchioplanes. 


ref|NR_025131.1 
91 Treponema par 


ref |NR_024893.1 
00 Arenibacter 1 


ref|NR_025589.1 
69 Nocardiopsis 


ref|NR_025519.1 
36 Nocardiopsis 


ref|NR_025517.1 


Treponema parvum 
vum Bacteria; 


Arenibacter latericius 
atericius Bacteria; 


Nocardiopsis aegyptia 
aegyptia Bacteria; 


Nocardiopsaceae; Nocardiopsis. 


Nocardiopsis halophila 
halophila Bacteria; 


Nocardiopsaceae; Nocardiopsis. 


Nocardiopsis 


1742831 1744318 Nocardiopsis metallicus 
Streptosporangineae; Nocardiopsaceae; 


465556 Bacteria_16S 1769502 1769422 18 98 
strain 525 16S ribosomal RNA, partial sequence 


gi 


219878358 
1768558 17700 


ref |NR_025497.1 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Nautilia. 

465556 Bacteria_16S 1821198 1821119 18 98 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 

465556 Bacteria_16S 1866887 1866819 30 98 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
465556 Bacteria_16S 1877471 1877391 18 98 gi| 219878283 |ref|NR_025422.1| Nocardiopsis 
halotolerans strain DSM 44410 16S ribosomal RNA, partial sequence 1876505 1878009 Nocardiopsis 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

465556 Bacteria_16S 1956474 1956406 30 98 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

465556 Bacteria_16S 1982418 1982350 30 98 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

465556 Bacteria_16S 1984003 1983935 30 98 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

465556 Bacteria_16S 1985587 1985519 30 98 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

465556 Bacteria_16S 2016276 2016208 30 98 gi| 219878185 |ref|NR_025324.1| Caulobacter leidyia 
strain ATCC 15260 16S ribosomal RNA, partial sequence 2015375 2016816 Caulobacter leidyia Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae. 

465556 Bacteria_16S 2063410 2063342 30 98 gi| 219878148 |ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

465556 Bacteria_16S 2064933 2064865 30 98 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

465556 Bacteria_16S 2080308 2080240 30 98 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

465556 Bacteria_16S 2097098 2097030 30 98 gi|219878124|ref|NR_025263.1| Mesonia algae strain 
KMM 3909 16S ribosomal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Mesonia. 

465556 Bacteria_16S 2100082 2100014 30 98 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

465556 Bacteria_16S 2113733 2113665 30 98 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

465556 Bacteria_16S 2116851 2116783 30 98 gi|219857657|ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

465556 Bacteria_16S 2118343 2118275 30 98 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

465556 Bacteria_16S 2142504 2142436 30 98 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
465556 Bacteria_16S 2151621 2151553 30 98 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

465556 Bacteria_16S 2201632 2201552 18 98 gi|219857598|ref|NR_025186.1| Mycoplasma moatsii 
strain MK405 16S ribosomal RNA, partial sequence 2200688 2202148 Mycoplasma moatsii Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

465556 Bacteria_16S 2216719 2216639 18 98 gi| 219857588 |ref Mycoplasma anatis 


strain 1340 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


NR_025176.1 


2215772 2217221 Mycoplasma anatis Bacteria; 


465556 Bacteria_16S 2253187 2253107 18 98 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
465556 Bacteria_16S 2280907 2280827 18 98 gi|219857546|ref|NR_025134.1| Mycoplasma phocirhinis 
strain 852 16S ribosomal RNA, partial sequence 2279959 2281414 Mycoplasma phocirhinis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

465556 Bacteria_16S 2282413 2282333 18 98 gi| 219857545 |ref|NR_025133.1| Mycoplasma 
phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 2281465 2282930 Mycoplasma 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

465556 Bacteria_16S 2309521 2309441 18 98 gi|219857523|ref|NR_025111.1| Nonomuraea turkmeniaca 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 2310058 Nonomuraea turkmeniaca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
465556 Bacteria_16S 2333751 2333671 18 98 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

465556 Bacteria_16S 2336686 2336605 17 98 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

465556 Bacteria_16S 2357900 2357832 30 98 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

465556 Bacteria_16S 2392854 2392786 30 98 gi|219857465|ref|NR_025053.1] Zobellia 
galactanivorans strain Dsij 16S ribosomal RNA, partial sequence 2391886 2393368 Zobellia 
galactanivorans Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
465556 Bacteria_16S 2401875 2401795 18 98 gi|219857459|ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

465556 Bacteria_16S 2458165 2458097 30 98 gi|219857411|ref|NR_024999.1| Sphingopyxis 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingopyxis. 

465556 Bacteria_16S 2459658 2459590 30 98 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

465556 Bacteria_16S 2461149 2461081 30 98 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

465556 Bacteria_16S 2477767 2477687 18 98 gi|219857398|ref|NR_024986.1| Mycoplasma indiense 


strain 3T 16S rib 
Tenericutes; Moll 


465556 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


465556 Bacteria_16S 


strain TB 16S rib 
Tenericutes; Moll 


465556 Bacteria_16S 


strain VKM Ac-942 
Bacteria; Actinob 
Nocardiopsis. 


465556 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


465556 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


465556 Bacteria_16S 


strain A3.12 16S 


Proteobacteria; D 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482258 2482178 18 98 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485281 2485201 18 98 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2511036 2510956 18 98 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


2512543 2512463 18 98 gi 
7 16S ribosomal RNA, partial sequence 
Stre 

gi 


2523113 2523045 30 98 


rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 
2524643 2524575 30 98 gi 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2533759 2533683 21 97 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 


465556 Bacteria_16S 


2535257 2535189 30 98 gi 


2476824 24782 


2481316 24827 


2484337 24857 


2523668 25251 


2532800 25342 


219857395 


219857393 


219857370 
25100 
ales; Stre 
219857369 
25115 
ptosporang 
219857362 
sequence 

teria; Pse 


219857361 


Desulfobu 
219857355 


Bacteriov 


ref|NR_024983.1 


ref|NR_024981.1 


ref |NR_024958.1 
68 2511541 Nocard 
ptosporangineae; 
ref|NR_024957.1 
92 2513043 Nocard 
ineae; Nocardiop 
ref |NR_024950.1 

2522145 252361 
udomonadales; P 


ref|NR_024949.1 
53 Desulfotalea 
lbaceae; Desulfo 
ref|NR_024943.1 
56 Peredibacter 
oracaceae; Pered 


219857354 


capsulata strain Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Nocardioidaceae; 


Friedmanniella. 


44 Mycoplasma indiense Bacteria; 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma subdolum 


98 Mycoplasma subdolum Bacteria; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 
Pseudomonas 

7 Pseudomonas 
eudomonadaceae; 


Desulfotalea arctica 


arctica Bacteria; 


talea. 
Peredibacter starrii 


starrii Bacteria; 


ibacter. 


ref|NR_024942.1 
2534307 253578 


Friedmanniella 
3 Friedmanniella 


465556 Bacteria_16S 


strain ILE-3 16S 
Synergistetes; 


spumicola strain 


spumicola Bacteri 


Nocardioidaceae; 


465556 Bacteria_16S 
bendigoensis stra 
bendigoensis Bact 


Propionibacteriac 


465556 Bacteria_16S 


nitrophenolicus s 


nitrophenolicus B 


Nocardioidaceae; 


465556 Bacteria_16S 


strain ATCC 39419 
Bacteria; Actinob 
Kribbella. 


465556 Bacteria_16S 


strain IM1 16S ri 


465556 Bacteria_16S 


strain JCM 3151 1 


Microbispora. 


465556 Bacteria_16S 


strain Pd55 16S r 


Proteobacteria; E 


Sy 
465556 Bacteria_16S 


2560591 2560523 30 98 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
nergistia; Synergistales; Synergistaceae; Aminobacterium. 

2588228 2588160 30 98 gi|219857276|ref|NR_024907.1| Friedmanniella 
Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
a; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Friedmanniella. 

2626750 2626682 30 98 gi|219857247|ref|NR_024877.1| Tessaracoccus 
in Ben106 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
eae; Tessaracoccus. 

2657124 2657056 30 98 gi|219857219|ref|NR_024847.1| Nocardioides 
train NSP 41 16S ribosomal RNA, partial sequence 2656189 2657663 Nocardioides 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioides. 

2660170 2660102 30 98 gi|219857217|ref|NR_024845.1| Kribbella sandramycini 

16S ribosomal RNA, partial sequence 2659238 2660707 Kribbella sandramycini 
acteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 

2663059 2662991 30 98 gi|219857215|ref|NR_024843.1| Methylopila capsulata 
bosomal RNA, partial sequence 2662145 2663475 Methylopila capsulata Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylopila. 

2670570 2670490 18 98 gi|219857210|ref|NR_024838.1| Microbispora mesophila 

6S ribosomal RNA, partial sequence 2669632 2671087 Microbispora mesophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 

2676653 2676573 18 98 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 
ibosomal RNA, partial sequence 2675717 2677147 Lebetimonas acidiphila Bacteria; 
psilonproteobacteria; Nautiliales; Nautiliaceae; Lebetimonas. 

2684243 2684175 30 98 gi|219857200|ref|NR_024828.1| Zobellia russellii 


465556 Bacteria_16S 


strain KMM 3677 1 
Bacteroidetes; Fl 


465556 Bacteria_16S 


strain KMM 3676 1 
Bacteroidetes; Fl 


465556 Bacteria_16S 


strain KMM 3526 1 
Bacteroidetes; Fl 


465556 Bacteria_16S 


holothuriorum str 
holothuriorum Bac 
Salegentibacter. 


465556 Bacteria_16S 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


465556 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


465556 Bacteria_16S 


strain KMM 3664 1 
Bacteroidetes; Fl 


465556 Bacteria_16S 


strain SHK-1 16S 


Proteobacteria; D 


465556 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


465556 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


465556 Bacteria_16S 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


465556 Bacteria_16S 


rectilineatus str 
rectilineatus Bac 
Micromonosporacea 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
2685685 2685617 30 98 


Flavoba 
gi 


avobacteria; Flavobacteriales; 
2687154 2687086 30 98 


avobacteria; Flavobacteriales; Flavoba 
2691641 2691573 30 98 gi 
ain KMM 3524 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 


2693103 2693023 18 98 gi 
TT 00-51 16S ribosomal RNA, partial se 
eae; Planotetraspora. 

2694569 2694489 18 98 
ibosomal RNA, partial sequence 


gi 


465556 Bacteria_16S 


6S ribosomal RNA, partial sequence 2684767 26 


6S ribosomal RNA, partial sequence 2686201 26 


a; Actinobacteria; Actinobacteridae; Act 


2693690 26 


6S ribosomal RNA, partial sequence 2683309 26847 
eriaceae 


ct 
219857199 
861 
cteriac 
219857198 
876 
cteriac 
219857195 
1 seque 
lavobac 


219857193 
quence 
inomy: 


219857192 
949 


eae; 


eae; 


nce 
teri 


cet 


16 Zobellia russellii Bacteria; 
; Zobellia. 
ref|NR_024827.1| Zobellia laminariae 
50 Zobellia laminariae Bacteria; 

; Zobellia. 
ref|NR_024826.1| Zobellia amurskyensis 
48 Zobellia amurskyensis Bacteria; 

; Zobellia. 
ref |NR_024823.1 
1 
t 


Salegentibacter 
7 Salegentibacter 
s; Flavobacteriaceae; 
NR_024821.1 
2692168 269363 


ales; Streptospo 


Planotetraspora 
9 Planotetraspora 
rangineae; 


, 


ref|NR_024820.1| Borrelia turcica 
59 Borrelia turcica Bacteria; 


rochaetales; Spirochaetaceae; Borrelia. 

2711084 2711016 30 98 gi|219857181|ref|NR_024809.1| Cellulophaga pacifica 
6S ribosomal RNA, partial sequence 2710175 2711547 Cellulophaga pacifica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

2714000 2713932 30 98 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
eltaproteobacteria; Myxococcales; Enhygromyxa. 

2721651 2721571 18 98 gi|219857174|ref|NR_024802.1| Sulfurovum 
rain 42BKT 16S ribosomal RNA, partial sequence 2720705 2722110 Sulfurovum 
cteria; Proteobacteria; Epsilonproteobacteria; Sulfurovum. 

2738295 2738227 30 98 gi|219857162|ref|NR_024790.1| Arenibacter 
n KMM 3674 16S ribosomal RNA, partial sequence 2737379 2738759 Arenibacter 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

2751446 2751366 18 98 gi|219857152|ref|NR_024780.1| Microtetraspora 
in H47-7 16S ribosomal RNA, partial sequence 2750506 2751949 Microtetraspora 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
eae; Microtetraspora. 

2796554 2796486 30 98 gi|219857119|ref|NR_024747.1| Actinoplanes 
ain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

e; Actinoplanes. 
2801120 2801052 30 98 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 


strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


465556 Bacteria_16S 


strain IFO 14915 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


strain IFO 12512 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


Micromonosporaceae; Actinoplanes. 


465556 Bacteria_16S 
consettensis strain IFO 14913 16S ribosomal RNA, partia 
consettensis Bacteria; Actinobacteria; Actinobacteridae 


Micromonosporaceae; Actinoplanes. 


465556 Bacteria_16S 
amylolyticum strain MBIC4355 16S ribosomal RNA, partial 
amylolyticum Bacteria; 
465556 Bacteria_16S 


mesophilum strain 


strain JCM 9312 1 


Catenuloplanes. 


465556 Bacteria_16S 


echinoides strain 


Sphingomonas. 


465556 Bacteria_16S 


oligophenolica 16 


Bacteroidetes; 


Proteobacteria; Alphaproteobacteria; 


465556 Bacteria_16S 
glycogenica strain Lg2 16S ribosomal RNA, partial sequenc 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Micropruina. 


465556 Bacteria_16S 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 
collinoides Bacteria; 
465556 Bacteria_16S 

strain S37 16S ribosomal RNA, partial sequence 


Firmicutes; 


Proteobacteria; Alphaproteobacteria; 


465556 Bacteria_16S 
phosphovorus strain NM-1 16S ribosomal RNA, partial seque 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; 
465556 Bacteria_16S 


antarctica strain 


Nocardioidaceae; 


465556 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; 


salinarius strain 


salinarius Bacteria; 
465556 Bacteria_16S 
sulfexigens strain SB164 
sulfexigens Bacteria; 


Desulfocapsa. 


465556 Bacteria_16S 
arcachonense strain FI1F6 
arcachonense Bacteria; 


Sulfurospirillum. 


465556 Bacteria_16S 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 


Bacteroidia; 
465556 Bacteria_16S 
gifhornensis strain HR1- 


Microlunatus. 


Verrucosispora. 


SG3903 
Firmicutes; 


Proteobacteria; 


2802641 2802573 30 
2804162 2804094 30 


2805684 2805616 30 
derwentensis strain IFO 14935 16S ribosomal RNA, partial 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; 


2807206 2807138 30 


2811728 2811660 30 


Bacteroidetes; 
2813222 2813154 30 
MBIC1140 16S ribosomal RNA, partial s 
mesophilum Bacteria; 
465556 Bacteria_16S 2829832 2829764 30 
6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


2865191 2865123 30 
ATCC 14820 16S ribosomal RNA, partial 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; 


2885476 2885408 30 
S ribosomal RNA, partial sequence 
Sphingomonadales; 
2898980 2898900 18 


2946124 2946056 30 


Lactobacillales; 
2965688 2965620 30 


2970274 2970206 30 
AA-1042 16S ribosomal RNA, partial sequ 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Friedmanniella. 
3016039 3015955 14 
S ribosomal RNA, partial sequence 
Bacteroidales; 
3103518 3103450 30 

2 16S ribosomal RNA, partial sequ 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; 
465556 Bacteria_16S 3130623 3130555 30 
16S ribosomal RNA, partial seque 
Clostridia; 
3136524 3136456 30 

Pl 16S ribosomal RNA, partial s 


3159427 3159359 30 
16S ribosomal RNA, partial seque 
Proteobacteria; Epsilonproteobacte 


3197541 3197473 30 


98 gi 


s 


98 gi 


98 gi 


98 gi 


Lactob 
98 gi 


Sp 


98 gi 


98 gi 
Ac 


98 gi 


Deltaproteobacteria; Desulfobacterales; Des 
98 gi|219846816|ref|NR_026408.1 
nce 3158497 315992 


219856881 


219856866 
2884576 28858 
Sphingomonadaceae; 
219856857 


219856826 


219856812 
2964771 29662 
Sphingomonadales; 


2968746 2968678 30 219846945 


219846944 


219846913 
3015068 30165 


Porphyromonadaceae; Dysgonomonas. 
98 gi| 219846853 |ref|NR_026445.1 
ence 3102586 310404 


Actinomycetales; Micromo 

98 gi| 219846835 |ref|NR_026427.1 
nce 3129667 313104 
Halanaerobiales; Halobacteroidaceae; 
98 gi| 219846831 |ref|NR_026423.1 
equence 3135552 313703 


Micromonos 


ref|NR_024700.1 
equence 2864276 286573 
Sphingomonadales; 


ref|NR_024685.1 
81 Sphingomonas 
ref |NR_024676.1 
28980 
Propionibacterineae 


e 
es; 


ref|NR_024645.1 

2945130 294667 
acillaceae; Lactobacillu 
ref|NR_024631.1 


hingomonadaceae; Sphingo 
ref |NR_026537.1 
nce 2967820 296928 
Actinomycetales; Propion 


NR_026536.1 
ence 2969338 297081 
tinomycetales; Propionib 


ref|NR_026505.1 
31 Dysgonomonas 


ria; Campylobacterales; 


98 gi 


sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sandaracinobacter. 


219846790 


98 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
omonosporineae; Micromonosporaceae; Actinoplanes. 
98 gi|219857114|ref|NR_024742.1]| Actinoplanes digitatis 
16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 
omonosporineae; Micromonosporaceae; Actinoplanes. 
98 gi|219857113|ref|NR_024741.1]| Actinoplanes 
sequence 2804752 2806224 Actinoplanes 
Actinomycetales; Micromonosporineae; 
98 gi|219857112|ref|NR_024740.1| Actinoplanes 
1 sequence 2806275 2807745 Actinoplanes 
; Actinomycetales; Micromonosporineae; 
98 gi|219857109|ref|NR_024737.1| Tenacibaculum 
sequence 2810779 2812222 Tenacibaculum 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
98 gi|219857108|ref|NR_024736.1| Tenacibaculum 
equence 2812273 2813716 Tenacibaculum 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
98 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 
omonosporineae; 


poraceae; 


Sphingomonas 
8 Sphingomonas 


Sphingomonadaceae; 


Sphingomonas 


oligophenolica Bacteria; 
Sphingomonas. 


Micropruina 


36 2899473 Micropruina glycogenica 
7 


Nocardioidaceae; 


Lactobacillus 

8 Lactobacillus 

Ss. 

Sphingopyxis chilensis 


22 Sphingopyxis chilensis Bacteria; 


pyxis. 

Microlunatus 
7 Microlunatus 
ibacterineae; 


Friedmanniella 
0 Friedmanniella 
acterineae; 


Dysgonomonas gadei 


gadei Bacteria; 


Verrucosispora 
7 Verrucosispora 
nosporineae; 


Halanaerobacter 
9 Halanaerobacter 
Halanaerobacter. 
Desulfocapsa 
3 Desulfocapsa 
ulfobulbaceae; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


ref |NR_026382.1 
196654 319807 


Sphingomonadales; Sphing 


Ww 


Sandaracinobacter 
0 Sandaracinobacter 
omonadaceae; 


465556 Bacteria_16S 


strain HA2P 16S r 
Spirochaetes; Spi 


465556 Bacteria_16S 


strain IFO 10550 


strain IFO 15498 


glycolicus strain 
glycolicus Bacter 
Desulfofustis. 


465556 Bacteria_16S 


strain DSM 43678 


strain DSM 43311 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 

465556 Bacteria_16S 3256322 3256242 18 98 gi|219846750|ref|NR_026342.1 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 325683 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptos 
Nocardiopsaceae; Nocardiopsis. 

465556 Bacteria_16S 3257835 3257755 18 98 gi| 219846749 |ref|NR_026341.1 


strain DSM 40297 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
465556 Bacteria_16S 3259347 3259267 18 98 gi|219846748|ref|NR_026340.1 
strain DSM 43377 16S ribosomal RNA, partial sequence 3258396 3259856 Nocardiopsis 


3204970 3204902 30 98 
ibosomal RNA, partial sequence 
rochaetales; 


gi 


Spirochaetaceae; Treponema. 
3209471 3209403 30 98 gi 


Sphingomonadales; 
3210963 3210895 30 98 gi 


Sp 


Sphingomonadales; 

3238363 3238295 30 98 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; Deltaproteobacteri 


Sp 


a; 


3250314 3250234 18 98 gi 
Stre 


gi 


pt 


3251814 3251734 18 98 


eq 


219846785 
3204032 32054 


219846782 
16S ribosomal RNA, partial sequence 3208570 32100 
Proteobacteria; Alphaproteobacteria; 
465556 Bacteria_16S 


hingomon 
219846781 
16S ribosomal RNA, partial sequence 3210062 32115 
Proteobacteria; Alphaproteobacteria; 
465556 Bacteria_16S 


hingomon 

219846762 

uence 
Desulfo 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria_16S 


osporang 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 


16S ribosomal RNA, partial sequence 3256883 32583 


ref|NR_026377.1 


ref |NR_026374.1 
11 Sphingomonas 
adaceae; Sphingo: 
ref |NR_026373.1 
03 Sphingomonas 
adaceae; Sphingo: 
ref|NR_026354.1 

3237371 323891 
bacterales; Desu 
ref |NR_026346.1 
inea 
ref 


e; Streptosp 
NR_026345.1 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Sphingomonas mali 


mali Bacteria; 


monas . 


Sphingomonas pruni 


pruni Bacteria; 


monas. 
Desulfofustis 

7 Desulfofustis 

lfobulbaceae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


45 Nocardiopsis listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

465556 Bacteria_16S 3260857 3260777 18 98 gi| 219846747 |ref|NR_026339.1| Nocardiopsis 

dassonvillei subsp. albirubida strain DSM 40465 16S ribosomal RNA, partial sequence 3259907 3261367 
Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

465556 Bacteria_16S 3262319 3262251 30 98 gi| 219846746 |ref|NR_026338.1| Sphingomonas trueperi 

strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 

Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

465556 Bacteria_16S 3312457 3312389 30 98 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 

strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 

Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

465556 Bacteria_16S 3317060 3316992 30 98 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 

strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 

Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

465556 Bacteria_16S 3333786 3333718 30 98 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 


strain DSM 43151 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


465556 Bacteria_16S 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


465556 Bacteria_16S 


strain NCFB 3026 
Fusobacteria; Fus 


465556 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


465556 Bacteria_16S 


gingivalis strain 
gingivalis Bacter 


465556 Bacteria_16S 


thermophilus stra 
thermophilus Bact 


465556 Bacteria_16S 


filamentus strain 
Bacteria; Bactero 


465556 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


3335280 3335212 30 98 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3368938 3368858 18 98 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
eae; Streptosporangium. 
3500116 3500049 30 


HS 
i 


se 
Ac 


98 gi 


obacteriales; Fusobacteriaceae; Cetobact 
3605446 3605378 30 98 gi 
ATCC 33612 16S ribosomal RNA, partial 


612 Bacteria; Bacteroidetes; Flavobact 


se 
er 


3606983 3606915 30 98 gi 
ATCC 33624 16S ribosomal RNA, partial 
ia; Bacteroidetes; Flavobacteria; Flav 
3678290 3678210 18 98 gi 
in BMA1 16S ribosomal RNA, partial seq 
eria; Deferribacteres; Deferribacteral 
3681319 3681251 30 98 gi 
215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 


s 
ob 


ue 
es 


ce 
S; 


’ 


3690344 3690264 18 98 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
465556 Bacteria_16S 


omonospori 
219846695 

sequence 
Actinomy 


219846671 
quence 
tinomyce 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 
erium. 
219846503 
quence 
ia; 


219846502 
equence 
acterial 
219846452 
nce 


Deferr 


219846450 


36803 
Flavoba 


219846444 
3689398 3690858 Mycoplasma auris Bacteria; 


Flav 


neae; Micromonos 
ref |NR_026287.1 

3334351 333579 
cetales; Micromo 


ref|NR_026263.1 
3368004 336944 
tales; Streptosp 


ref|NR_026168.1 
73 Cetobacterium 


NR_026095.1 
3604483 360597 
teriales; Fl 


ref|NR_026094.1 

3606022 360747 
es; Flavobacteri 
ref |NR_026043.1 

3677295 367884 
ibacteraceae; De 
ref |NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 


00 Actinoplanes regularis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Cetobacterium ceti 
ceti Bacteria; 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 
4 Capnocytophaga 
aceae; Capnocytophaga. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Polaribacter 
bacter filamentus 
ribacter. 


ref|NR_026035.1 


Mycoplasma auris 


465556 Bacteria_16S 


strain C8ST5 16S 


3702352 3702284 30 98 
ribosomal RNA, partial sequence 


gi 


219846435 


3701387 37028 


ref |NR_026026.1 
64 Gelidibacter 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 
465556 Bacteria_16S 3727870 3727790 18 98 gi|219846416|ref|NR_026007.1 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

465556 Bacteria_16S 3733698 3733618 18 98 gi|219846412|ref|NR_026003.1 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 373419 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Thermomonosporaceae; Actinomadura. 

465556 Bacteria_16S 3738074 3737994 18 98 gi|219846409|ref|NR_026000.1 
strain IFO 14525 16S ribosomal RNA, partial sequence 3737165 37385 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
465556 Bacteria_16S 3752891 3752811 18 98 gi| 219846397 |ref|NR_025988.1 
strain 275c 16S ribosomal RNA, partial sequence 3751943 37534 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

465556 Bacteria_16S 3758939 3758859 18 98 gi|219846393|ref|NR_025984.1 
strain PG51 16S ribosomal RNA, partial sequence 3757993 37594 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

465556 Bacteria_16S 3760481 3760401 18 98 gi| 219846392 |ref|NR_025983.1 


strain Co53T 16S 
Spirochaetes; Spi 


465556 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


465556 Bacteria_16S 


strain LX 16S rib 
Tenericutes; Moll 


465556 Bacteria_16S 


franzmannii strai 
Bacteria; Bactero 


465556 Bacteria_16S 


strain PS6 16S ri 
Tenericutes; Moll 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia 
3778561 3778477 14 98 gi 
bosomal RNA, partial sequence 


motogales; Thermotogaceae; Thermotoga. 


465556 Bacteria_16S 


hibernum Bacteria 


465556 Bacteria_16S 


strain Td-21 16S 
Proteobacteria; B 


465556 Bacteria_16S 


strain 17529 16S 
Tenericutes; Moll 


465556 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


465556 Bacteria_16S 


capsulatum strain 
capsulatum Bacter 
Novosphingobium. 


465556 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


465556 Bacteria_16S 


strain KMM 6029 
Bacteroidetes; Fl 
465556 Bacteria_ 
strain KMM 6050 
Bacteroidetes; Fl 
465556 Bacteria_ 
strain KMM 6020 
Bacteroidetes; Fl 
465556 Bacteria 
strain KMM 6034 
Bacteroidetes; 


FL 


465556 Bacteria_16S 


KMM 6031 16S ribo 


Flavobacteria; Fl 


465556 Bacteria_16S 


3759507 37610 


219846378 


3777587 37790 


ref|NR_025969.1 


Gelidibacter algens 


algens Bacteria; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Polaribacter 
bacter franzmannii 
ribacter. 

Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Agrobacterium 
6 Agrobacterium 


ae; 


Bizionia paragorgiae 


84 Bizionia paragorgiae Bacteria; 


Gramella echinicola 


55 Gramella echinicola Bacteria; 


Aquimarina muelleri 


32 Aquimarina muelleri Bacteria; 


Gillisia mitskevichiae 


12 Gillisia mitskevichiae Bacteria; 


Pibocella ponti strain 
ria; Bacteroidetes; 


3786046 3785966 18 98 gi|219846373|ref|NR_025964.1 
osomal RNA, partial sequence 3785096 37865 
icutes; Mycoplasmataceae; Mycoplasma. 
3793551 3793483 30 98 gi|219846368|ref|NR_025959.1 
n 301 16S ribosomal RNA, partial sequence 3792606 3794045 Polari 
idetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Pola 
3799615 3799535 18 98 gi| 219846363 |ref|NR_025954.1 
bosomal RNA, partial sequence 3798661 38001 
icutes; Mycoplasmataceae; Mycoplasma. 
3843664 3843589 23 98 gi| 219846333 |ref|NR_025923.1 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 384417 
; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriac 
3855733 3855665 30 98 gi|219846325|ref|NR_025915.1 
ribosomal RNA, partial sequence 3854781 38562 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
3857246 3857166 18 98 gi|219846324|ref|NR_025914.1 
ribosomal RNA, partial sequence 3856288 38577 
icutes; Mycoplasmataceae; Mycoplasma. 
3861755 3861687 30 98 gi|219846321|ref|NR_025911.1 
1 RNA, partial sequence 3860745 3862279 Lactobacillus reuteri 
Lactobacillaceae; Lactobacillus. 
3966247 3966179 30 98 gi|219846248|ref|NR_025838.1 
GIFU 11526 16S ribosomal RNA, partial sequence 3965346 396678 
ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
3975090 3975022 30 98 gi|219846242|ref|NR_025832.1 
IAM 14222 16S ribosomal RNA, complete sequence 3974188 397555 
ia; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiace 
terium group; Agrobacterium. 
3982199 3982131 30 98 gi| 219846237 |ref|NR_025827.1 
6S ribosomal RNA, partial sequence 3981260 39826 
avobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 
16S 3986669 3986601 30 98 gi|219846234|ref|NR_025824.1 
6S ribosomal RNA, partial sequence 3985718 39871 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 
16S 3988146 3988078 30 98 gi|219846233|ref|NR_025823.1 
6S ribosomal RNA, partial sequence 3987206 39886 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aquimarina. 
16S 3989624 3989556 30 98 gi|219846232|ref|NR_025822.1 
6S ribosomal RNA, partial sequence 3988683 39901 
avobacteria; Flavobacteriales; Flavobacteriaceae; Gillisia. 
3991115 3991047 30 98 gi|219846231|ref|NR_025821.1 
somal RNA, partial sequence 3990163 3991609 Pibocella ponti Bacte 
avobacteriales; Flavobacteriaceae; Pibocella. 
3992611 3992543 30 98 gi|219846230|ref|NR_025820.1 
mishustinae strain KMM 6049 16S ribosomal RNA, partial sequence 3991660 399309 
ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacter 


mishustinae Bacte 


Salegentibacter 
7 Salegentibacter 
iaceae; Salegentibacter. 


465556 Bacteria_16S 


strain SW-161 16S 


Proteobacteria; Alphaproteobacteria; 
465556 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


465556 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


465556 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


465556 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


465556 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


465556 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


465556 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


465556 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


465556 Bacteria_16S 


strain JC2056 16S 
Actinobacteria; A 


465556 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 


465556 Bacteria_16S 


strain YIM 90010 
Actinobacteria; A 


465556 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


465556 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


465556 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


465556 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


465556 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


465556 Bacteria_16S 


strain HD9 16S ri 
Actinobacteria; A 


465556 Bacteria_16S 


strain DSA1 16S r 
Actinobacteria; A 


465556 Bacteria_16S 


strain KMM 3902 1 


3995546 3995478 30 98 gi|219846228|ref|NR_025818.1| Erythrobacter gaetbuli 
ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter gaetbuli Bacteria; 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
3997037 3996969 30 98 gi|219846227|ref|NR_025817.1| Erythrobacter 
SW-135 16S ribosomal RNA, partial sequence 3996136 3997579 Erythrobacter 
ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 

3998531 3998463 30 98 gi|219846226|ref|NR_025816.1| Porphyrobacter 
n SW-132 16S ribosomal RNA, partial sequence 3997630 3999069 Porphyrobacter 
ria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; 

4001453 4001385 30 98 gi|219846224|ref|NR_025814.1| Sphingopyxis 

SW-151 16S ribosomal RNA, partial sequence 4000552 4001995 Sphingopyxis 
ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 

4013599 4013531 30 98 gi|219846214|ref|NR_025804.1| Winogradskyella eximia 
6S ribosomal RNA, partial sequence 4012648 4014079 Winogradskyella eximia Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

4015078 4015010 30 98 gi|219846213|ref|NR_025803.1| Winodgradskyella 

KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
ia; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 

4016557 4016489 30 98 gi|219846212|ref|NR_025802.1| Winogradskyella 
in KMM 3907 16S ribosomal RNA, partial sequence 4015607 4017035 Winogradskyella 
eria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

4033359 4033291 30 98 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
53 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
acteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 

4036408 4036340 30 98 gi|219846199|ref|NR_025789.1| Erythrobacter 
SW-110 16S ribosomal RNA, partial sequence 4035507 4036950 Erythrobacter aquimaris 
acteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

4050003 4049935 30 98 gi|219846187|ref|NR_025777.1| Nocardioides aestuarii 

ribosomal RNA, partial sequence 4049074 4050453 Nocardioides aestuarii Bacteria; 


ctinobacteridae; Actinomycetales; Propio 
4051435 4051367 30 98 gi 
n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 


4061916 4061836 18 


qu 


98 gi 


16S ribosomal RNA, partial sequence 4060988 40 


ctinobacteridae; Actinomycetales; 
4087889 4087821 30 98 


Stre 
gi 


pt 


6S ribosomal RNA, partial sequence 4086933 40 


avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
4089380 4089312 30 98 gi|219846160|ref|NR_025750.1 
6S ribosomal RNA, partial sequence 4088431 40898 


avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 
4090869 4090801 30 98 gi|219846159|ref|NR_025749.1 
6S ribosomal RNA, partial sequence 4089922 40913 


avobacteria; Flavobacteriales; Flavobact 
4092365 4092297 30 98 gi 
ain KMM 3903 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 


4093846 4093778 30 98 gi 


1 
la 


6S ribosomal RNA, partial sequence 4092900 40 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4110248 4110180 30 98 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
4111814 4111746 30 98 


Propio 


gi 


ibosomal RNA, partial sequence 4110861 41123 
ctinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
4162584 4162516 30 98 gi|219846106|ref|NR_025696.1 


6S ribo 


Actino: 


nibacte 


219846186 


ence 
my: 


219846178 


62 


osporan 


219846161 


88 


eriacea 


219846158 


seque 
vobac 


nc 
te 


219846157 


94 


eriacea 


219846145 
4109294 41 


10 


nibacte 


219846144 


somal RNA, partial sequence 4161641 41630 


rineae; Nocardioi 
ref|NR_025776.1 

4050504 405187 
cetales; Propioni 
ref|NR_025768.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025751.1 


4 
g 


3 


; Maribacter. 
ref|NR_025748.1 

4091411 409284 
iales; Flavobact 
ref|NR_025747.1 


e 


e 
r 


3 
e 


, Ar 
ref 


enibacter. 
NR_025735.1 
8 
rinea 
ref 


e; Nocardioi 
NR_025734.1 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Maribacter ulvicola 


80 Maribacter ulvicola Bacteria; 


Maribacter aquivivus 


71 Maribacter aquivivus Bacteria; 


Maribacter orientalis 


60 Maribacter orientalis Bacteria; 


Maribacter 
9 Maribacter 
eriaceae; Maribacter. 
Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 


daceae; Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Algibacter lectus 


67 Algibacter lectus Bacteria; 


Desulfatibacillum 
9 Desulfatibacillum 
Desulfobacteraceae; 


’ 


Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 
465556 Bacteria_16S 4165627 4165559 30 98 gi|219846104|ref|NR_025694.1 
aliphaticivorans strain CV2803 16S ribosomal RNA, partial sequence 4164674 416611 
aliphaticivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales 
Desulfatibacillum. 

465556 Bacteria_16S 4217263 4217183 18 98 gi|219846063|ref|NR_025653.1 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 421777 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; Nocardiopsis. 


Strepto 


Nocardiopsis 
2 Nocardiopsis 
sporangineae; 


465556 Bacteria_16S 


strain Y10-2 16S 
Bacteroidetes; 


Bacteroidetes; 


subsp. pomaceae s 


subsp. pomaceae B 


Zymomonas. 


465556 Bacteria_16S 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 
465556 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
465556 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


465556 Bacteria_16S 
in NCIMB 8614 16S ribosomal RNA, parti 
Gammaproteobacte 


nigrifaciens stra 
nigrifaciens Bact 
Pseudoalteromonas 


465556 Bacteria_16S 


anatipestifer str 
anatipestifer Bac 


465556 Bacteria_16S 


roseosalivarius s 
roseosalivarius B 
Hymenobacter. 


465556 Bacteria_16S 


aichiense strain 
Bacteria; Actinob 
Mycobacterium. 


465556 Bacteria_16S 


strain 358 16S ri 
Actinobacteria; A 


465556 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


465556 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


465556 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


465556 Bacteria_16S 


strain NO-502 16S 
Bacteroidetes; Sp 


465556 Bacteria_16S 


strain D2-18 16S 
Firmicutes; Clost 


465556 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 


strain BA134 16S 
Bacteroidetes; Sp 


Fl 
465556 Bacteria_16S 
strain SW49 16S r 
Fl 
465556 Bacteria_16S 
strain 2502 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_16S 


4227854 4227786 30 98 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
4229326 4229258 30 98 
ibosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
226096 226014 15 98 
ibosomal RNA, partial sequence 


gi 


gi 


gi 


834367 834300 30 97 gi 


835869 835802 30 97 gi 


7 Zymomonas. 


1400502 1400435 30 
RNA, partial sequence 


97 gi 
Sphingomonadales; 
2408028 2407953 23 98 gi 


avobacteria; Flavobacteriales; 
3421843 3421792 30 81 gi 
eria; Proteobacteria; 
3703886 3703811 23 98 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
19034 18960 24 98 gi 
train AA718 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Sphingobacteri 


227603 227522 15 97 gi 
49005 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


230617 230536 15 97 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
249255 249173 16 98 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


gi 


305029 304947 16 98 

ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
408420 408339 16 98 gi 
in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 
535746 535672 24 98 gi 
ribosomal RNA, partial sequence 
hingobacteria; 


gi 


Sphingobacteriales; Fle 
1104122 1104042 18 98 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiales Fa 
1202604 1202522 16 98 gi 


Thermotogaceae; Thermotoga. 
1624843 1624769 24 98 gi 
ribosomal RNA, partial sequence 


hingobacteria; Sphingobacteriales; Cyc 


465556 Bacteria_16S 


aerophilus strain 
aerophilus Bacter 


465556 Bacteria_16S 


nitrativorans str 


nitrativorans Bacteria; 
465556 Bacteria_16S 


1906323 1906249 24 98 gi 

I/26Corl 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Sphingobacteria; Sp 
1936748 1936678 28 98 gi 
ain 23310 16S ribosomal RNA, partial s 
Proteobacteria; Betaproteobacte 


Flavoba 


Flavoba 


train Barker I 16S ribosomal RNA, part 


acteria; Proteobacteria; Alphaproteoba 


rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 


Flavoba 


219846050 


4226906 42283 
cteriaceae 


219846049 


4228378 42297 
cteriaceae 


265678912 


225125 22658 
nebacterin 


265678490 
cteria; 


265678489 


228715353 


1399580 1401060 Sphin 
Sphingomon 


219857455 


6S ribosomal RNA, partial sequence 2407067 24085 
cteriaceae 


219846630 


219846434 


265679051 
sequence 
a; 


265678911 
nce 22663 
ales; 


265678909 


229646 23110 
nebacterin 


265678896 
al sequenc 


265678857 


304028 30558 


265678783 
uence 
obacteriac 
265678695 


534808 53626 


xibacterac 
265678306 


1103152 11046 


mily XIII. 
228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 
motogales; 
465556 Bacteria_16S 


219878460 


1623889 16253 


lobacteria 
219878259 
equence 

hingobacte 
219878237 
equence 

ria; Burkh 


2353260 2353190 28 98 gi 


219857492 


denitrificans strain 123 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


ial sequen 
Sp 


tial seque 
roteobacte 


al sequenc 
ria; Alter 


ial sequen 
lavobacter 


Sphingo 


Cory 


acteria; N 


ref |NR_025640.1 
27 Aequorivita 1 
; Aequorivita. 
ref|NR_025639.1 
; Aequorivita. 
ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacter 
ref |NR_028793.1 
ce 833445 83489 
hingomonadales; 


ref 
nce 
ria; 


NR_028792.1 
83494 
Sphingomon 


ref 
gomo 
adac 
ref 


NR_027525.1 
nas wittich 
eae; Sphing 
NR_025043.1 
; Riemerella. 
ref |NR_026222.1 
e 3420894 34223 
omonadales; Pse 


ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobac 
NR_029359.1 
18082 19577 
bacteriales; Fl 


ref|NR_029219.1 
2 228087 Mycob 
nebacterineae; 


ref|NR_029217.1 
3 Mycobacterium 
eae; Mycobacter 
ref|NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref|NR_029163.1 


ref|NR_029088.1 

407444 408915 
eae; Thermovibri 
ref|NR_029000.1 


eae; Arcicella. 
ref|NR_028608.1 
21 Mogibacterium 

Incertae Sedis; 
ref |NR_027530.1 
a neapolitan 


ref|NR_025599.1 


ceae; Belliella 
ref |NR_025398.1 
1905456 190681 
riales; Flexibac 
ref|NR_025376.1 
1935800 193729 
olderiales; Coma 
ref|NR_025080.1 
2352316 235375 


i 


6 


7 
a 


i 


fo} 


2 
u 


t 


e 


a 
M 


i 


Aequorivita lipolytica 
ipolytica Bacteria; 


Aequorivita antarctica 


99 Aequorivita antarctica Bacteria; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 

Zymomonas mobilis 

Zymomonas mobilis 
Sphingomonadaceae; 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Sphingomonas wittichii 
i RW1 Bacteria; 

monas. 

Riemerella columbina 


26 Riemerella columbina Bacteria; 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Riemerella 

0 Riemerella 
eriaceae; Riemerella. 
Hymenobacter 
Hymenobacter 
xibacteraceae; 


Mycobacterium 
cterium aichiense 
ycobacteriaceae; 


Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Microvirgula 
Microvirgula 
sseriaceae; 


Thermotoga maritima 


9 Thermotoga maritima Bacteria; 


Thermovibrio 
Thermovibrio 

oO. 

Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Hymenobacter 

7 Hymenobacter 
teraceae; Hymenobacter. 
Comamonas 

7 Comamonas 


monadaceae; Comamonas. 
Comamonas 
7 Comamonas 
Comamonas. 


465556 Bacteria_16S 
strain AS4.1521 1 


Hydrogenophilus. 


465556 Bacteria_16S 
aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 
465556 Bacteria_16S 
thalassica strain 
thalassica Bacter 


Methylophaga. 


465556 Bacteria_16S 


strain ATCC 35842 
Proteobacteria; 


strain R91/1468 1 
Firmicutes; 


strain FR2 16S ri 
Proteobacteria; 


pratensis strain 
Bacteria; 


strain BA160 16S 
Bacteroidetes; 


strain ES2772 16S 
Bacteroidetes; Ba 


465556 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


465556 Bacteria_16S 


strain ATCC 33779 
Bacteroidetes; Ba 


465556 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


465556 Bacteria_16S 


taiwanensis strai 
Bacteria; Proteob 


465556 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


465556 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


465556 Bacteria_16S 


gonidiaformans st 
gonidiaformans AT 


465556 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


465556 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; Ba 


465556 Bacteria_16S 


strain M384 16S r 
Bacteroidetes; Ba 


G 
465556 Bacteria_16S 


Lacto 
465556 Bacteria_16S 
strain 1066 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_16S 
bronchiseptica st 
bronchiseptica Ba 
465556 Bacteria_16S 


B 
465556 Bacteria_16S 


Proteob 
465556 Bacteria_16S 


Sp 
465556 Bacteria_16S 


2438445 2438383 36 98 


gi 


2918968 2918887 16 98 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


2941523 2941442 17 98 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

3382651 3382570 17 98 gi 
ATCC 33146 16S ribosomal RNA, complete 
ia; Proteobacteria; Gammaproteobacteria; 
3384190 3384109 17 98 gi 
16S ribosomal RNA, partial sequence 


bacillales; Carnobacteriaceae; Dolosig 
3616032 3615951 15 97 gi 
ibosomal RNA, partial sequence 


3807164 3807083 17 98 gi 
rain Dog 71 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
3963282 3963212 28 98 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
4084819 4084737 16 98 gi 
F31 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Methyloph 
4236903 4236829 24 98 gi 
ribosomal RNA, partial sequence 


s 
er 


e 


il 


Prevotellace 
98 gi 


cteroidia; Bacteroidales; 
326391 326314 21 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
327915 327838 21 98 gi 
S ribosomal RNA, partial sequence 


ae 


ae 


acteria; Betaproteobacteria; Burkholderi 
729783 729706 21 98 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
1264317 1264249 30 98 gi 
ATCC 700332 16S ribosomal RNA, partial 
Bacteria; Spirochaetes; Spirochaetales 
1358404 1358337 30 98 gi 
rain ATCC 25563 16S ribosomal RNA, par 
Cc 25563 Bacteria; Fusobacteria; Fusob 
1611215 1611146 30 98 gi 
n EL-88 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 


ae 


s 


’ 


ti 
ac 


ue 
ia 


1786081 1786004 21 98 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Porphyromona 
2046609 2046532 21 98 gi 
ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; 


da 


Prevotellaceae 


465556 Bacteria_16S 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
465556 Bacteria_16S 
thermoluteolus st 
thermoluteolus Ba 


ne 

219856844 
eq 
er 


219856829 
eq 


Actinomyc 


219846661 


219846660 


ranulum. 

219846495 
3615060 36165 
ne 
219846358 


219846250 
3962329 39637 
mal 
219846163 


219846044 
4235935 42373 


265678843 


265678842 
326926 32843 


265678562 
728785 73027 


219846655 


228720055 


219878469 


219878345 


ceae; 
219878161 
2045623 20471 


ref 
bacterineae; 
ref 
uence 
ia; Hydr 


ref 
uence 


ref 
sequence 


Thiotrichal 


ref 
33832 


ref 
bacterineae; 
ref 
equence 
ia; Burk 
ref 
monadaceae; 
ref 

40838 
ales; Methyl 
ref 


ella 
ref 


; Prevot 
32539 
Prevotella 


ref 


’ 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
391464 391383 17 98 gi| 265678794 |ref 
n cf 16S ribosomal RNA, partial sequence 39048 


Burkho 


ref 


ales; 


ella 
ref 


, Prevot 
equence 
Spirochaetac 
ref 
nce 
; Fu 
ref 


al seque 
teriales 


nce 
Rhodob 


: acte 
ref 
17851 
Dysgon 
ref 


, 


Prevotella 


2918000 29194 
ogen 


2940579 29420 
etal 


3381669 338315 


08 3384695 Methyl 


15 Mycobacterium 


3806174 38076 
hold 


73 4085273 Methy 


8 326875 Prevo 


2 392023 Chiti 


1263357 12648 


1610323 16117 


30 1786580 Dysgo 


NR_025017.1 


Nocardiace 
NR_024663.1 
6 
ophilales; 


NR_024648.1 
4 


es; Micromo 


NR_026253.1 
es; Pisciric 


NR_026252.1 


ammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylop 
3600846 3600785 36 98 gi| 219846506 |ref|NR_026098.1 
6S ribosomal RNA, partial sequence 3599877 36013 


NR_026087.1 


Mycobacteri 
NR_025949.1 
3 
eriales; Alc 
NR_025840.1 


Rhodoferax. 
NR_025753.1 
1 
ophilaceae; 
NR_025634.1 


NR_029148.1 
t 


NR_029147.1 


NR_029099.1 
n 
lderiaceae; 
NR_028866.1 


NR_026247.1 
3 
eae; Trepone 
NR_027588.1 

135754 
sobacteriace 
NR_025608.1 
4 
rales; Rhodo 
NR_025484.1 
n 
omonas. 
NR_025300.1 


2230368 2230287 17 98 gi 


219857579 


ref 


H 


n 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 
a 


e; Nocardia. 
Hydrogenophilus 

0 Hydrogenophilus 

ydrogenophilaceae; 


Virgisporangium 
7 Virgisporangium 
osporineae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Methylophaga marina 
ophaga marina Bacteria; 
haga. 

Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 
Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Methylobacillus 
obacillus pratensis 
Methylobacillus. 
Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 
129826 129749 21 98 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
324861 324784 21 98 gi|265678844|ref|NR_029149.1| Prevotella disiens 
-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 


Prevotella veroralis 
ella veroralis Bacteria; 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Chitinimonas 

imonas taiwanensis 
Chitinimonas. 
Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Treponema 

5 Treponema 

ma. 

Fusobacterium 

0 1358872 Fusobacterium 
ae; Fusobacterium. 
Roseisalinus 

3 Roseisalinus 
bacteraceae; 


Dysgonomonas mossii 
omonas mossii Bacteria; 


Prevotella albensis 


17 Prevotella albensis Bacteria; 


NR_025167.1 


Laribacter 


2229404 2230862 Laribacter 


hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 


465556 Bacteria_16S 
subterraneus stra 
Proteob 
465556 Bacteria_16S 
strain EPSA11 16S 
Ba 
465556 Bacteria_16S 


Bacteria; 


Bacteroidetes; 


strain EHS11 16S 
Bacteroidetes; 


strain CreCitl 16 
Proteobacteria; 


strain 10371 16S 
Bacteroidetes; 


Bacteroidetes; 


periodonticum Bac 


465556 Bacteria_16S 


nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


465556 Bacteria_16S 
strain Q-1 16S ribosomal RNA, partial sequence 


2675194 2675113 17 98 gi 
in C55 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Thiobacte 


219857206 
ence 26742 
r. 


Ba 
465556 Bacteria_16S 


B 
465556 Bacteria_16S 


Ba 
465556 Bacteria_16S 
strain B422 16S r 
Ba 
465556 Bacteria_16S 
periodonticum str 


2700592 2700515 21 98 gi 
ribosomal RNA, partial sequence 26 
cteroidia; Bacteroidales; 


ibosomal RNA, partial sequence 


Prevotellace 


219857188 
99606 27010 
ae 


v 


3572354 35738 


Prevot 


ref|NR_024834.1| Thiobacter 
15 2675666 Thiobacter subterraneus 
ref|NR_024816.1| Prevotella salivae 


98 Prevotella salivae Bacteria; 
ella. 


2702132 2702055 21 98 gi|219857187|ref|NR_024815.1| Prevotella shahii 
ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

3053965 3053884 17 98 gi|219846886|ref|NR_026478.1| Formivibrio citricus 
S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 


etaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 

3145578 3145501 21 98 gi|219846825|ref|NR_026417.1| Prevotella pallens 
ribosomal RNA, partial sequence 3144616 3146069 Prevotella pallens Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

3573312 3573235 21 98 gi|219846527|ref|NR_026119.1| Prevotella intermedia 


12 Prevotella intermedia Bacteria; 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

3618942 3618875 30 98 gi|219846493|ref|NR_026085.1| Fusobacterium 
ain EK1-15 16S ribosomal RNA, partial sequence 3618078 3619408 Fusobacterium 
teria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

3620323 3620256 30 98 gi|219846492|ref|NR_026084.1| Fusobacterium 
animalis strain NCTC 12276 16S ribosomal RNA, partial sequence 3619459 3620789 


Fusobacterium. 


3863321 3863244 21 98 gi 


animalis Bacteria; 


219846320 


3862330 38638 


Fusobacteria; 


Fusobacteriales; 


ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 


Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

465556 Bacteria_16S 3864841 3864764 21 98 gi|219846319|ref|NR_025909.1| Alistipes putredinis 
strain ATCC 29800 16S ribosomal RNA, partial sequence 3863852 3865319 Alistipes putredinis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 

465556 Bacteria_16S 3901734 3901654 18 98 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

465556 Bacteria_16S 4101201 4101120 17 98 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

465556 Bacteria_16S 93041 92961 18 98 gi|265679001|ref|NR_029309.1]| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594  Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

465556 Bacteria_16S 184619 184561 38 98 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

465556 Bacteria_16S 288296 288216 18 98 gi| 265678868 |ref|NR_029174.1| Mycoplasma felis 
strain ATCC 23391 16S ribosomal RNA, partial sequence 287341 288773 Mycoplasma felis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

465556 Bacteria_16S 591812 591744 30 98 gi|265678658|ref|NR_028963.1| Anaerophaga 
thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 590846 592357 Anaerophaga 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 
465556 Bacteria_16S 695014 694930 15 98 gi|265678586|ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

465556 Bacteria_16S 822012 821944 30 98 gi| 265678498 |ref|NR_028801.1| Pseudomonas indica 
strain IMT37 16S ribosomal RNA, partial sequence 821061 822569 Pseudomonas indica Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

465556 Bacteria_16S 866143 866075 30 98 gi|265678468|ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

465556 Bacteria_16S 882583 882515 30 98 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 


Bacteria; Actinob 
Catellatospora. 


465556 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


465556 Bacteria_16S 


922668 922606 36 98 

ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
968946 968867 18 98 gi 


gi 


acteria; Actinobacteridae; Actinomycet 


ales; Micr 


265678430 


921679 92319 


Desulfoba 
265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


; Kitasatospora. 


omonosporineae; Micromonosporaceae; 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; Desulfofrigus. 
ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 
Streptomycineae; 


Desulfofrigus fragile 
fragile Bacteria; 


465556 Bacteria_16S 
japonensis strain 
Bacteroidetes; 
465556 Bacteria_16S 
strain AAFu3 16S 
Deferribacteres; 
465556 Bacteria_16S 
lucentensis strain QMT2 


Bacteria; 


Bacteria; 


12809 Bacteria; 
465556 Bacteria_16S 
DSM 18053 16S ribosomal RNA, partial sequence 
Bacteroidetes; 
465556 Bacteria_16S 
NS12 16S ribosomal RNA, partial sequence 
Sphingobacteria; 
465556 Bacteria_16S 
DSM 15272 16S ribosomal RNA, partial sequence 


Bacteria; 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propioni 
Aeromicrobium. 
465556 Bacteria_16S 1337104 1337036 30 98 gi|228721486|ref 


Proteobacteria; 
465556 Bacteria_16S 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 
Deferribacteres; 


1062116 1062048 30 98 gi 
Sphingobacteria; 
1149624 1149544 18 98 

ribosomal RNA, partial sequence 
Deferribacterales; Deferribacteraceae; 


1151035 1150967 30 98 gi 


gi 


1196542 1196462 18 98 gi 
Deferribacterales; 
1199533 1199465 30 98 


gi 


Sphingobacteria; 


1249418 1249350 30 98 gi 
Sphingobacteriales; Flexibacteraceae; 
1280756 1280688 30 98 gi 


758 16S ribosomal RNA, partial sequence 
Sphingobacteriales; 


265678336 
10611 


gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 


gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rh 
Phaeobacter. 

465556 Bacteria_16S 1352412 1352345 30 98 gi| 228720499 |ref 
Och 149 16S ribosomal RNA, partial sequence 1351515 1352883 Roseobact 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteracea 
465556 Bacteria_16S 1467380 1467312 30 98 gi|224581408|ref 


strain JZC3 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; 


465556 Bacteria_16S 


Spirochaetaceae; Treponema. 
1617237 1617169 30 98 gi 


antarcticus strain LMG 21980 16S ribosomal RNA, partial s 


antarcticus Bacteria; 
Algoriphagus. 
465556 Bacteria_16S 
strain LMG 21970 
Bacteroidetes; 
465556 Bacteria_16S 


Sphingobacteria; 


Bacteroidetes; 


1618760 1618692 30 98 gi 


1620283 1620215 30 98 gi 


aquimarinus strain LMG 21971 16S ribosomal RNA, partial s 


aquimarinus Bacteria; 
Algoriphagus. 
465556 Bacteria_16S 
winogradskyi strain LMG 21969 16S ribosomal RNA, partial 
winogradskyi Bacteria; 
Algoriphagus. 
465556 Bacteria_16S 


Bacteroidetes; 


1621806 1621738 30 98 gi 


Bacteroidetes; Sphingobacteria; Sp 


1818139 1818071 30 98 gi 


myxococcoides strain DSM 11118 16S ribosomal RNA, partial 


myxococcoides Bac 
Sporocytophaga. 
465556 Bacteria_16S 


teria; Bacteroidetes; Sphingobacteria; S 


2106205 2106137 30 98 gi 


glaciale strain ACAM 644 16S ribosomal RNA, partial seque 


glaciale Bacteria; 
465556 Bacteria_16S 
strain 128 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 
465556 Bacteria_16S 
strain MX9 16S ri 
Tenericutes; Moll 
465556 Bacteria_16S 
lagogenitalium st 


Flavobac 
gi 


Bacteroidetes; Flavobacteria; 
2198637 2198557 18 98 


icutes; Mycoplasmataceae; Mycoplasma. 
2200136 2200056 18 98 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2203154 2203074 18 98 gi 
rain 12MS 16S ribosomal RNA, partial seq 


lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycopla 


465556 Bacteria_16S 
strain 486 16S ri 
Tenericutes; Moll 
465556 Bacteria_16S 
gallopavonis stra 
Teneric 
465556 Bacteria_16S 
strain 462/2 16S ribosomal RNA, partial sequence 


Bacteria; 


2204667 2204587 18 98 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2206166 2206086 18 98 gi 
in WR1 16S ribosomal RNA, partial sequen 
utes; Mollicutes; Mycoplasmataceae; Myco 


gi 


Sphingobacteria; Sph 


Sphingobacteria; Sph 


1466484 14678 


219878465 


equence 


219878464 
16S ribosomal RNA, partial sequence 1617815 16192 
Sphingobacteriales; Cyclo 


equence 


219878462 
sequence 
hingobacteri 


219878324 
sequenc 


phingobacter 


219878116 


nce 


219857599 
2199190 22006 


219857597 


uence 


219857595 


ce 22052 
plasma. 


2207679 2207599 18 98 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


219857594 a! 
2206719 2208193 Mycoplasma dispar Bacteria; 


teriales; 
219857600 
2197691 21991 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


is} 


cr 
ref 


ref 


smataceae; Mycoplasma. 
219857596 
2203720 22051 


ref 


ref 


78 1151571 Thalas 
Rhodospirillaceae; Thalassospira. 


10 Aeromicrobium 


1336206 133758 


1616292 161776 
ingobacteria 


87 Algoriphagus 
bacteriaceae 
219878463 
1619338 162081 
ingobacteria 


1620861 162233 


e 1817180 181866 


105286 210665 


20 2206668 Mycopl 


NR_028638.1 


NR_028005.1 


NR_028004.1 


NR_027535.1 


NR_027533.1 


NR_025004.1 


eae Bacteria 


NR_025681.1 


bacterineae; 


NR_027609.1 


odobacterale 


NR_027593.1 
er litoralis 
e; Roseobact 
NR_027189.1 
NR_025604.1 
les; Cycloba 
NR_025603.1 


; Algoriphag 
NR_025602.1 


les; Cycloba 
NR_025601.1 
ales; Cyclob 
NR_025463.1 
iales; Flexi 
NR_025255.1 
yomorphaceae 


NR_025188.1 


NR_025187.1 


NR_025184.1 


NR_025183.1 


ref 


Chitinophaga 


67 1062648 Chitinophaga japonensis 
Chitinophagaceae; Chitinophaga. 

253680757 
1148654 11501 
Geovibrio. 
253680756 
16S ribosomal RNA, partial sequence 11501 
Alphaproteobacteria; Rhodospirillales; 
228715574 
11955 
Deferribacteraceae; 
228715480 
1198618 12000 
Sphingobacteriales; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 


Thalassospira 
sospira lucentensis 


Denitrovibrio 


65 1197080 Denitrovibrio acetiphilus DSM 
Denitrovibrio. 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 
Flexibacteraceae; Dyadobacter. 
219857416 
1248510 1249867 Runella z 
Runella. 
219846091 
1279854 12812 


Runella zeae strain 
; Bacteroidetes; 


Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Treponema putidum 


91 Treponema putidum Bacteria; 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Brumimicrobium 

6 Brumimicrobium 

; Brumimicrobium. 
Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma 
9 Mycoplasma 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


NR_025182.1 


Mycoplasma dispar 


465556 Bacteria_ 


16S 2209194 2209114 18 98 


strain H831 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


465556 Bacteria_ 
strain MMP-4 16S 


Tenericutes; Moll 


465556 Bacteria_ 
strain RG-2C 16S 


Tenericutes; Moll 


465556 Bacteria_ 


16S 2212221 2212141 18 98 
ribosomal RNA, partial sequence 


16S 2213721 2213641 18 98 
ribosomal RNA, partial sequence 
16S 


2311036 2310957 18 98 


strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
465556 Bacteria_ 


16S 2365571 2365491 18 98 


icutes; Mycoplasmataceae; Mycoplasma. 


icutes; Mycoplasmataceae; Mycoplasma. 


icutes; Mycoplasmataceae; Mycoplasma. 


strain E42 16S ribosomal RNA, partial sequence 


gi|219857593 


219857591 


ref|NR_025181.1] Mycoplasma cynos 
2208244 2209695 Mycoplasma cynos Bacteria; 
ref|NR_025179.1| Mycoplasma columborale 


gi 


2211275 2212723 Mycoplasma columborale Bacteria; 


gi| 219857590 


ref|NR_025178.1| Mycoplasma citelli 


2212774 2214223 Mycoplasma citelli Bacteria; 


gi| 219857522 


2310109 2311529 Actinomadura 
Streptosporangineae; 


gi|219857483 


Actinomadura mexicana 
mexicana Bacteria; 
Thermomonosporaceae; 


ref|NR_025110.1 


ref|NR_025071.1| Mycoplasma elephantis 


2364627 2366086 Mycoplasma elephantis Bacteria; 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


465556 Bacteria_ 


equigenitalium st 
equigenitalium Ba 


465556 Bacteria_ 


16S 2367081 2367001 18 98 gi 


16S 2368593 2368513 18 98 gi 


spermatophilum strain AH159 16S ribosomal RNA, partial 


spermatophilum Ba 
465556 Bacteria_16S 


2370075 2369995 18 98 gi 


219857482 


rain T37 16S ribosomal RNA, partial sequence 
cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


219857481 
sequence 


cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


219857480 


strain HRC292 16S 


465556 Bacteria_16S 
strain MH5408 16S 


465556 Bacteria_16S 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2371586 2371506 18 
ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2373095 2373015 18 


98 


98 


strain PG15 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2376112 2376032 18 


465556 Bacteria_16S 


98 


strain PG30 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2377625 2377545 18 
ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
2379133 2379053 18 


465556 Bacteria_16S 
strain MMP-1 16S 


465556 Bacteria_16S 


98 


98 


2369126 23705 


gi| 219857479 
2370638 23720 


gi|219857478 
2372144 23736 


gi| 219857476 
2375159 23766 


gi| 219857475 
2376676 23781 


gi| 219857474 


columbinasale strain 694 16S ribosomal RNA, partial sequence 


columbinasale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


465556 Bacteria_16S 2380639 2380559 18 


98 


strain G122 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


465556 Bacteria_16S 2423500 2423432 30 


98 


gi| 219857473 
2379691 23811 


gi|219857443 


sublithincola strain QSSC9-3 16S ribosomal RNA, partial sequence 


sublithincola Bacteria; Bacteroidetes; 
465556 Bacteria_16S 2480748 2480668 18 


98 


strain H/T1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


465556 Bacteria_16S 2483769 2483689 18 


strain B1/Tl 16S 


465556 Bacteria_16S 2486800 2486720 18 


98 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


98 


strain PG13 16S ribosomal RNA, partial sequence 


Flavobacteria; Flavobacteriales; 


gi| 219857396 
2479798 24812 


gi| 219857394 
2482825 24842 


gi| 219857392 
2485849 24873 


ref|NR_025070.1| Mycoplasma 
2366137 2367596 Mycoplasma 


ref|NR_025069.1| Mycoplasma 
2367647 2369075 Mycoplasma 


ref|NR_025068.1| Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


ref|NR_025066.1| Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


ref|NR_025064.1| Mycoplasma iners 
25 Mycoplasma iners Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref |NR_025062.1| Mycoplasma 
2378183 2379640 Mycoplasma 
Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


ref|NR_025031.1| Aequorivita 

2422553 2423991 Aequorivita 
Flavobacteriaceae; Aequorivita. 
ref |NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref|NR_024982.1| Mycoplasma gypis 
86 Mycoplasma gypis Bacteria; 


ref|NR_024980.1] Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
465556 Bacteria_16S 


strain CH20247 16 


2488313 2488233 18 98 
S ribosomal RNA, partial sequence 


gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


465556 Bacteria_16S 
strain 1219 16S ribosomal RNA, partial sequence 


2491337 2491257 18 98 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


465556 Bacteria_16S 
strain hl 16S ribosomal RNA, partial sequence 


2631349 2631281 30 98 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


465556 Bacteria_16S 


erythreum strain 


2658648 2658580 30 98 gi 
NRRL B-3381 16S ribosomal RNA, partial 


erythreum Bacteria; Actinobacteria; Actinobacteridae; A 


Nocardioidaceae; 


465556 Bacteria_16S 


Aeromicrobium. 
2759034 2758966 30 


98 


219857391 


2487368 24888 


219857389 


2490394 24918 


219857238 


2630432 26317 


hodobacter 

219857218 
sequence 

ctinomycet 


219857147 


gi 


ref|NR_024979.1| Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref|NR_024866.1| Methylarcula terricola 
92 Methylarcula terricola Bacteria; 
aceae; Methylarcula. 
ref|NR_024846.1| Aeromicrobium 

2657714 2659187 Aeromicrobium 
ales; Propionibacterineae; 


ref Reichenbachiella 


NR_024775.1 


agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 


agariperforans Bacteria; Bacteroidetes; 


Reichenbachiella. 


Sphingobacteria 


; Sphingob 


acteriales; Flammeovirgaceae; 


465556 Bacteria 1 
strain 176 16S ri 
Lacto 
465556 Bacteria_16S 


Firmicutes; 
strain STR Tl 16S 


Firmicutes; 


actinosclerus Bac 
Hymenobacter. 


465556 Bacteria_16S 
deleyianum strain 


Lacto 
465556 Bacteria_16S 
actinosclerus str 


6S 2962652 2962584 30 98 gi| 219856815 |ref|NR_024634.1 
bosomal RNA, partial sequence 2961676 2963171 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 
2964201 2964133 30 98 gi|219856814|ref|NR_024633.1 
ribosomal RNA, partial sequence 2963222 2964720 Streptococcus 
bacillales; Streptococcaceae; Streptococcus. 
3066022 3065954 30 98 gi|219846878|ref|NR_026470.1 
ain 1187 16S ribosomal RNA, partial sequence 3065078 306652 
teria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexi 
3138012 3137944 30 98 gi|219846830|ref|NR_026422.1 
Spirillum 5175 16S ribosomal RNA, partial sequence 313708 


Streptococcus porcinus 
porcinus Bacteria; 


Streptococcus canis 
canis Bacteria; 


Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Sulfurospirillum 
4 3138514 


Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


Campy lobacteracea 
465556 Bacteria_16S 


lacunarum strain 


lacunarum Bacteri 
465556 Bacteria_16S 
aggregatus strain 
aggregatus Bacter 
465556 Bacteria_16S 
strain G145 16S r 


Tenericutes; Moll 


465556 Bacteria_16S 3712901 3712817 15 98 gi|219846428|ref|NR_026019.1 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actino 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Actinoplanes. 

465556 Bacteria_16S 3714362 3714278 15 98 gi| 219846427 |ref|NR_026018.1 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 371485 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micromonosporaceae; Actinoplanes. 

465556 Bacteria_16S 3735153 3735073 18 98 gi|219846411|ref|NR_026002.1 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 373565 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Microbispora. 

465556 Bacteria_16S 3736614 3736534 18 98 gi|219846410|ref|NR_026001.1 


Sulfurospirillum. 

3373427 3373359 30 98 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3579259 3579191 30 98 gi 

IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
3691857 3691777 18 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


e; 


a; 


219846668 
qu 
al 


ence 
es; 


quence 


strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 37371 


Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria_16S 


strain IFO 14345 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
465556 Bacteria_16S 3742467 3742387 18 98 gi| 219846406 |ref|NR_025997.1 
strain T/457 16S ribosomal RNA, partial sequence 3741557 37429 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 

465556 Bacteria_16S 3743928 3743848 18 98 gi|219846405|ref|NR_025996.1 


strain IFO 14094 


strain IFO 13155 


ovipneumoniae str 
ovipneumoniae Bac 


465556 Bacteria_16S 


strain M165/69 16 
Tenericutes; Moll 


465556 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


465556 Bacteria_16S 


strain UC/MF 16S 
Tenericutes; Moll 


465556 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


465556 Bacteria_16S 


leonicaptivi stra 
Bacteria; Teneric 


465556 Bacteria_16S 


strain PU 16S rib 
Tenericutes; Moll 


Stre 


3739538 3739458 18 98 gi 


Stre 
3746855 3746775 18 98 gi 
Stre 
3751378 3751298 18 98 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3754418 3754338 18 98 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3755933 3755853 18 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3780073 3779993 18 98 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3783092 3783012 18 98 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3784573 3784493 18 98 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3787531 3787451 18 98 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


pt 


qu 
as 


en 
co 


en 
co 


pt 


pt 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria_16S 


ence 


219846395 
3754983 37564 


219846377 
3779118 37805 


219846375 


ce 37821 
plasma. 


219846374 


ce 37836 
plasma. 


219846372 
3786577 3788011 Mycoplasma felifaucium Bacteria; 


Halo 
219846523 
se 
Rhizobi 
219846443 
3690909 36923 


osporang 
219846408 
16S ribosomal RNA, partial sequence 3738628 37400 


osporang 
219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria_16S 


osporang 
219846398 


mMataceae 
219846396 
3753459 37549 


ref|NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref|NR_026115.1 

3578376 357978 
ales; Bradyrhizo 
ref |NR_026034.1 


inea 
ref 


e; Streptosp 
NR_025999.1 


inea 
ref 


e; Streptosp 
NR_025994.1 


ineae; Streptosp 
ref|NR_025989.1 
3750418 375189 
; Mycoplasma. 
ref |NR_025987.1 


ref|NR_025986.1 


ref|NR_025968.1 


ref|NR_025966.1 
35 3783570 Mycopl 


ref|NR_025965.1 
21 3785045 Mycopl 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Mycoplasma adleri 


64 Mycoplasma adleri Bacteria; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Microbispora 
5 Microbispora 
osporangineae; 


rosea 
rosea 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


orangiaceae; Nonomuraea. 
Mycoplasma 
2 Mycoplasma 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Mycoplasma 
asma leopharyngis 


Mycoplasma 
asma leonicaptivi 


ref|NR_025963.1 


Mycoplasma felifaucium 


465556 Bacteria_16S 
strain DD 16S rib 
Tenericutes; Moll 


3858732 3858652 18 


98 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi| 219846323 
3857775 38592 


ref 


NR_025913.1 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


465556 Bacteria_16S 3869379 3869311 30 98 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
465556 Bacteria_16S 3900266 3900199 30 98 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

465556 Bacteria_16S 3918197 3918129 30 98 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 

465556 Bacteria_16S 3985189 3985121 30 98 gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 3985667 Roseivirga ehrenbergii Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Roseivirga. 

465556 Bacteria_16S 4007474 4007406 30 98 gi|219846218|ref|NR_025808.1| Algoriphagus marincola 
strain SW-2 16S ribosomal RNA, partial sequence 4006528 4008003 Algoriphagus marincola Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 

465556 Bacteria_16S 4096776 4096708 30 98 gi|219846155|ref|NR_025745.1| Algoriphagus 
ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 4095844 4097268 Algoriphagus 
ornithinivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

465556 Bacteria_16S 4098262 4098194 30 98 gi|219846154|ref|NR_025744.1| Algoriphagus 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 4098745 Algoriphagus 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 
465556 Bacteria_16S 4099718 4099650 30 98 gi|219846153|ref|NR_025743.1] Algoriphagus 
mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 4098796 4100171 Algoriphagus 
mannitolivorans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; 
Algoriphagus. 

465556 Bacteria_16S 4114879 4114811 30 98 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
strain KMM 3912 16S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

465556 Bacteria_16S 4218748 4218668 18 98 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

465556 Bacteria_16S 4226382 4226314 30 98 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
strain Y12-2 16S ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

465556 Bacteria_16S 229109 229027 15 98 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
465556 Bacteria_16S 566348 566273 23 98 gi|265678675|ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

465556 Bacteria_16S 622181 622106 23 98 gi| 265678637 |ref|NR_028942.1| Chryseobacterium 
defluvii strain B2 16S ribosomal RNA, partial sequence 621229 622643 Chryseobacterium defluvii 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Chryseobacterium. 

465556 Bacteria_16S 1273460 1273385 23 98 gi|219846220|ref|NR_025810.1| Sejongia jeonii strain 
AT1047 16S ribosomal RNA, partial sequence 1272544 1273908 Sejongia jeonii Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Sejongia. 

465556 Bacteria_16S 1295967 1295892 23 98 gi|224581415|ref|NR_027196.1| Bacteroides stercoris 
ATCC 43183 16S ribosomal RNA, partial sequence 1295007 1296348 Bacteroides stercoris ATCC 43183 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

465556 Bacteria_16S 1503605 1503535 30 98 gi|219846475|ref|NR_026067.1| Rhizobium tropici 


strain USDA 9030 


465556 Bacteria_16S 
joostei strain LM 
joostei Bacteria; 
465556 Bacteria_16S 
scophthalmum stra 
scophthalmum Bact 
Chryseobacterium. 
465556 Bacteria_16S 
limnophilus strai 
limnophilus Bacte 
Planctomyces. 

465556 Bacteria_16S 


eria; 


1920036 1919961 23 


1921544 1921469 23 
Bacteroidetes; 


218567 218501 32 


n Mu 290 16S ribosomal RNA, 
ria; Planctomycetes; Planctomycetacia; 


300478 300398 18 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


G 18212 16S ribosomal RNA, partial seq 


Bacteroidetes; Flavobacteria; 


in LMG 13028 16S ribosomal RNA, partia 
Flavobacteria; 


biaceae; Rhizo 
98 gi| 219878248 |ref 
uence 

Flavobacteriales; Fla 

98 gi|219878247|ref 
1 sequence 

Flavobacteriales 

98 gi| 265678917 |ref 

complete sequence 2 

Planctomyceta 

98 gi|265678860|ref 


californicum strain ST-6 16S ribosomal RNA, partial sequence 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


1919085 19205 


1920604 19220 


17606 21913 


bium/Agrobac 
NR_025387.1 
5 
vobacteriace 
NR_025386.1 
6 
e 


’ 


Flavobact 


NR_029225.1 
3 
fo} 


les; Planct 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Chryseobacterium 

3 Chryseobacterium 

ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 
riaceae; 


Planctomyces 
Planctomyces 


mycetaceae; 


NR_029166.1 


Mycoplasma 


299496 300945 Mycoplasma 


465556 Bacteria_16S 


strain PG14 16S r 
Tenericutes; Moll 


465556 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


465556 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


465556 Bacteria_16S 


strain CH 16S rib 
Tenericutes; Moll 


465556 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


465556 Bacteria_16S 


strain DSM 1105 1 
Proteobacteria; B 


465556 Bacteria_16S 


strain 3CB-1 16S 


Proteobacteria; B 


465556 Bacteria_16S 


salegens strain D 
salegens Bacteria 


465556 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


465556 Bacteria_16S 


strain 2678 16S r 


803842 803762 18 98 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
1099588 1099508 18 98 gi 
in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
eae; Acrocarpospora. 
1338621 1338547 16 

ain CH34 16S ribosomal RNA, 
4 Bacteria; Proteobacteria; 


gi 


90 gi 
partial se 
Betaproteo 


2210698 2210628 28 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374591 2374521 28 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2436912 2436854 40 98 gi 


98 gi 


etaproteobacteria; Burkholderiales; Bu 
2498796 2498714 17 98 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
3814825 3814757 30 98 gi 
SM 5424 16S ribosomal RNA, partial seq 
Bacteroidetes; Flavobacteria; Flavob 
3884873 3884803 28 98 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
315728 315647 17 98 gi 
ibosomal RNA, partial sequence 


v 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 


465556 Bacteria_16S 


strain Met-12 16S 
Thermotogae; Ther 


465556 Bacteria_16S 


strain SL24 16S r 
Thermotogae; Ther 


465556 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


465556 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


465556 Bacteria_16S 


451632 451551 17 98 

ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
614634 614553 17 98 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
726804 726728 21 98 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
891717 891651 30 98 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
1129894 1129813 17 98 gi 


gi 


265678510 


802889 80433 


265678310 
1 sequence 
Actinomy 


v 


228721484 
quence 
bacteria; 


219857592 


2209746 22112 


219857477 


2373653 23751 


219857430 


6S ribosomal RNA, partial sequence 2436004 24374 


rkholderia 
219857384 


2497830 24993 


ocyclaceae 
219846353 

uence 

acteriales 
219846306 


3883911 38853 


265678850 


314818 31623 


kettsiacea 


265678753 


450666 45216 


265678642 


613678 61515 


265678564 


725825 72731 


Succinisp 
265678450 


890778 89219 


ceae; Oren 


ref|NR_028813.1| Mycoplasma canis 
3 Mycoplasma canis Bacteria; 


ref|NR_028612.1 
1098650 110009 
cetales; Strepto 


Acrocarpospora 
8 Acrocarpospora 
sporangineae; 


ref |NR_027607.1 
1337638 133913 
Burkholderiales; 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


ref|NR_025180.1| Mycoplasma cricetuli 
24 Mycoplasma cricetuli Bacteria; 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025018.1| Cupriavidus oxalaticus 

72 Cupriavidus oxalaticus Bacteria; 

ceae; Cupriavidus. 

ref|NR_024972.1| Thauera chlorobenzoica 

17 Thauera chlorobenzoica Bacteria; 

; Thauera. 

ref |NR_025944.1 
3813879 381534 


Salegentibacter 
9 Salegentibacter 
; Flavobacteriaceae; Salegentibacter. 
ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref|NR_029155.1| Rickettsia canadensis 
1 Rickettsia canadensis Bacteria; 
e; Rickettsieae; Rickettsia; typhus 
ref|NR_029058.1| Petrotoga mexicana 
9 Petrotoga mexicana Bacteria; 


ref|NR_028947.1| Petrotoga olearia 
2 Petrotoga olearia Bacteria; 


ref|NR_028868.1| Succinispira mobilis 
9 Succinispira mobilis Bacteria; 

ira. 

ref|NR_028752.1| Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


253680770 


strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Ricke 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


fever group. 


465556 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


465556 Bacteria_16S 


strain SL25 16S r 
Thermotogae; Ther 


465556 Bacteria_16S 


strain Loup-1 16S 
Bacteroidetes; Ba 


465556 Bacteria_16S 


strain ATCC 51270 
Bacteria; Bactero 


465556 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; Ba 


465556 Bacteria_16S 


cangingivalis str 
cangingivalis Bac 


465556 Bacteria_16S 


aeschlimannii str 
aeschlimannii Bac 
Rickettsia; spott 


465556 Bacteria_16S 


strain RB 16S rib 


1335625 1335544 17 98 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
1813523 1813442 17 98 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
2394373 2394304 29 98 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
3409886 3409817 29 98 gi 
16S ribosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; 
3547462 3547393 29 98 


gi 


Po 
gi 


cteroidia; Bacteroidales; Porphyromona 
3548994 3548925 29 98 gi 
ain VPB 4874 16S ribosomal RNA, partia 
teria; Bacteroidetes; Bacteroidia; Bac 
3679820 3679739 17 98 gi 
ain Mcl6 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobact 
ed fever group. 


kettsiacea 


228721489 


1334683 13361 


219878327 


1812567 18140 


219857464 


2393419 23948 


daceae; Po 
219846638 
34089 
rphyromona 
219846545 


6S ribosomal RNA, partial sequence 3546505 35479 


daceae; Po 
219846544 
1 sequence 
te 
219846451 
quence 


eria; Rick 


3781540 3781459 17 
osomal RNA, partial sequence 


98 gi 


roidales; 


ia. 

ref|NR_028018.1| Rickettsia rickettsii 
ttsia rickettsii Bacteria; 

e; Rickettsieae; Rickettsia; spotted 
ref|NR_027612.1| Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


ref|NR_025466.1| Petrotoga sibirica 
48 Petrotoga sibirica Bacteria; 


ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 
ref|NR_026230.1 
32 3410401 Porphy: 
daceae; Porphyro 
ref|NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref|NR_026136.1 

3548038 354952 
; Porphyromonada 
ref|NR_026042.1 
3678896 368032 
ettsiales; Ricke 


Porphyromonas gulae 
gulae Bacteria; 


Porphyromonas catoniae 
romonas catoniae 
monas. 

Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 

1 Porphyromonas 

ceae; Porphyromonas. 
Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


219846376 


ref|NR_025967.1| Rickettsia honei 


3780594 3782084 Rickettsia honei Bacteria; 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


fever group. 
465556 Bacteria_16S 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 


Rickettsia; 
465556 Bacteria_16S 
strain ATCC VR-61 
Bacteria; 
spotted fever group. 
465556 Bacteria_16S 


strain Mtul 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


fever group. 
465556 Bacteria_16S 
strain 7728-L6C 1 
Bacteroidetes; 
465556 Bacteria_16S 


cryaerophilus strain A 169/B 16S ribosomal RNA, partial 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; 


Arcobacter. 
465556 Bacteria_16S 


strain Karp 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


465556 Bacteria_16S 


Bacteroidia; 


3846684 3846603 17 


3848174 3848093 17 


3849664 3849583 17 


3866351 3866282 29 


Bacteroidales; 
3870890 3870822 30 


3935178 3935097 17 


35766 35699 


98 gi 


219846331 


complete sequence 


98 gi 


1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; 


98 gi 


98 gi 


98 gi 


98 gi 


219846330 


219846329 


3848728 38501 


219846318 


6S ribosomal RNA, partial sequence 3865370 38668 
Porphyromonadaceae; 


219846315 
sequence 


219846270 


3934247 39357 


brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 


brennaborense Bacteria; 


465556 Bacteria_16S 
subsp. rifamycini 
cremea subsp. 


465556 Bacteria_16S 


strain HO14 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 
465556 Bacteria_16S 
strain MK (Kaplan 


fever group. 
465556 Bacteria_16S 


strain LA1 16S ribosomal RNA, 
Flavobacteria; 


Bacteroidetes; 
465556 Bacteria_16S 
strain Chj707 16S 
Bacteroidetes; 
465556 Bacteria_16S 


strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacill 
Bacillaceae; 


Bacillales; 
465556 Bacteria_16S 


strain SS-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
465556 Bacteria_16S 


strain II-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
465556 Bacteria_16S 
strain AT1013 16S 
Bacteroidetes; 
465556 Bacteria_16S 


strain TMO 16S ribosomal RNA, partial sequence 
Thermotogales; 


Thermotogae; 
465556 Bacteria_16S 
strain BbT2g 16S 


Flavobacteria; 


Flavobacteria; 


Spirochaetes; 
268639 268560 18 


311181 311102 18 


317179 317111 30 


744937 744870 30 


800724 800656 30 


ribosomal RNA, partial sequence 
Flavobacteriales; 


840431 840364 30 


Geobacillus. 


976628 976560 30 


979566 979498 30 


1274875 1274807 30 


ribosomal RNA, partial sequence 
Flavobacteriales; 


1394529 1394445 14 


Thermotogaceae; 
2215219 2215139 18 


ribosomal RNA, partial sequence 


partial sequence 
Flavobacteriales; 


Sphingobacteriales; 


Sphingobacteriales; 


strain INA 1349 16S ribosomal RNA, pa 
rifamycini Bacteria; Actinobacteria; Acti 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 


Spirochaetaceae; Borrelia; 


98 gi 


) 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


98 gi 


98 gi 


98 gi 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


465556 Bacteria_16S 


strain 105 16S ribosomal RNA, partial sequence 


2279355 2279311 54 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


465556 Bacteria_16S 


strain 383 16S ribosomal RNA, partial sequence 


2479203 2479159 54 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


465556 Bacteria_16S 


strain M432/72 16S ribosomal RNA, partial sequence 


2489790 2489746 54 


98 gi| 265678393 |ref|NR_028695.1 
975693 97713 
Saprospiraceae; Lewinella. 

98 gi| 265678391 |ref|NR_028693.1 
978631 98004 
Saprospiraceae; Lewinella. 

98 gi|219846219|ref|NR_025809.1 
1273959 12753 

Flavobacteriaceae; Sejongia. 

98 gi| 228715897 |ref|NR_027542.1 

1393543 13950 
Thermotoga. 

98 gi| 219857589 |ref|NR_025177.1 
2214274 22157 

98 gi| 219857547 |ref|NR_025135.1 
2278443 22799 

98 gi| 219857397 |ref|NR_024985.1 
2478295 24797 

98 gi|219857390|ref|NR_024978.1 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Flavoba 


Flavoba 


310195 31168 
Borrelia 


265678849 


265678550 


744001 74541 
cteriaceae; 


265678512 


799765 80123 
cteriaceae; 


265678486 


38472 


31628 
kettsiaceae; 


ref 


ref 


ref 


ref 


ref 


ref 


kettsiaceae; Rickettsieae; 

30 98 gi|265679040|ref|NR_029348.1 
34837 36333 

Spirochaetales; Spirochaetaceae; Treponema. 
98 gi| 265678881 |ref|NR_029187.1 

rtial sequence 267723 

nobacteridae; Actinomyceta 

98 gi| 265678853 |ref|NR_029159.1 


bur 
ref 


R 


ref 


Ps 
ref 


Ka 
ref 


3845748 38471 
Rickettsi 


38 3848677 Ricket 
Rickett 


42 Porphyromonas 
Porphyromonas. 


3869930 38713 
Campyl 


2 317695 Ricket 
, 


8 Psychroflexus 


NR_025921.1 
8 
ales; Ricket 
NR_025920.1 
siaceae; Ric 


NR_025919.1 


NR_025908.1 


NR_025905.1 
9 
obacterales; 


NR_025860.1 


gdorferi gro 
NR_029154.1 


ickettsieae 
NR_028854.1 


ychroflexus. 
NR_028815.1 


istella. 
NR_028789.1 
us uzenensis 


spotted 


Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 
Rickettsieae; 


Rickettsia; spotted 


Porphyromonas macacae 
macacae Bacteria; 


Arcobacter 
1 Arcobacter 


Campylobacteraceae; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 
Treponema 
Treponema 


Actinomadura cremea 
269132 Actinomadura 


les; 


Borrelia japonica 


7 Borrelia japonica Bacteria; 


up. 
Rickettsia akari 

tsia akari Bacteria; 
Rickettsia; spotted 


Psychroflexus tropicus 
tropicus Bacteria; 


Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Mycoplasma phocidae 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma cloacale 


47 Mycoplasma cloacale Bacteria; 


Mycoplasma equirhinis 


2488881 2490343 Mycoplasma equirhinis Bacteria; 


465556 Bacteria_16S 


strain ATCC 43185 
Bacteroidetes; 


strain DSM 9442 1 
Thermotogae; 


capsulatus strain 
Bacteria; Proteob 


465556 Bacteria_16S 


verrucosospora st 
verrucosospora Ba 
Thermomonosporace 


465556 Bacteria_16S 


rugatobispora str 
rugatobispora Bac 
Thermomonosporace 


465556 Bacteria_16S 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


465556 Bacteria_16S 


libanotica strain 
libanotica Bacter 
Thermomonosporace 


465556 Bacteria_16S 
16S ribosomal RNA, partial sequence 3731323 37327 


strain IFO 14679 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

465556 Bacteria_16S 3740991 3740923 30 98 gi|219846407 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 37400 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Microtetraspora. 

465556 Bacteria_16S 3745394 3745314 18 98 gi|219846404 
strain 104 16S ribosomal RNA, partial sequence 3744485 37458 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
465556 Bacteria_16S 3748318 3748238 18 98 gi| 219846402 


strain IFO 14745 


strain NCIMB 8628 
Bacteroidetes; Sp 


465556 Bacteria_16S 


alkenivorans stra 
alkenivorans Bact 


Desulfatibacillum. 
465556 Bacteria_16S 


strain 513A 16S r 
Spirochaetes; Spi 


465556 Bacteria_16S 


pyrrocinia strain 
Bacteria; Proteob 
Burkholderia cepa 


465556 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


465556 Bacteria_16S 


strain 534-30 16S 
Planctomycetes; P 


465556 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


465556 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


465556 Bacteria_16S 
6S ribosomal RNA, partial sequence 4187537 41889 


strain P43/6/78 1 
Spirochaetes; Spi 


465556 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


Ba 
465556 Bacteria_16S 
6S ribosomal RNA, partial sequence 3450571 34520 
Ther: 
465556 Bacteria_16S 


3393152 3393077 23 98 gi 


Stre 
3979311 3979237 24 98 gi 
16S ribosomal RNA, partial sequence 

hingobacteria; Sphingobacteriales; Fle 


pt 


xi 


219846650 


16S ribosomal RNA, partial sequence 33921 
cteroidia; Bacteroidales; Bacteroidaceae; Bacter 
3451536 3451452 14 98 gi| 219846609 


motogales; Thermotogaceae; Thermotoga. 
3577795 3577727 30 98 gi| 219846524 
216 16S ribosomal RNA, complete sequence 35769 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
465556 Bacteria_16S 


4027178 4027111 30 98 gi 
in PF2803 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacteri 
12891 12824 30 97 
ibosomal RNA, partial sequence 
rochaetales; Brachyspiraceae; Brachysp 
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gi 
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cia complex. 

1178348 1178281 30 97 gi| 228718030 
osomal RNA, partial sequence 1177428 11788 
aetes; Spirochaetales; Brachyspiraceae; Brachysp 

2011852 2011789 35 98 gi| 219878188 

ribosomal RNA, partial sequence 2010901 20124 
lanctomycetacia; Planctomycetales; Planctomyceta 

3588510 3588428 16 98 gi| 219846517 
n A63 16S ribosomal RNA, partial sequence 35875 
acteria; Deltaproteobacteria; Desulfurellales; D 

3621704 3621637 30 98 gi|219846491 
fusiforme strain SOR 16S ribosomal RNA, partial 
fusiforme Bacteria; Fusobacteria; Fusobacteriale 

4188477 4188410 30 97 gi| 219846084 


rochaetales; Brachyspiraceae; Brachyspir 
291418 291336 16 98 gi 
ribosomal RNA, partial sequence 


cales; Aquificaceae; Aquifex. 
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265678866 
290399 291962 Aquifex pyrophilus Bacteria; 


osporang 
219846239 


bacterac 
219846205 
equence 


39784 


Desul 
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ref|NR_026242.1 


oide 
ref 
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NR_026201.1 


ref |NR_026116.1 
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ineae; Thermomon 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 
ref|NR_025995.1 
inea 
ref 


e; Streptos 
NR_025993.1 


ineae; Streptosp 
ref |NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref|NR_025795.1 
4026183 402770 
fobacterales; De 


ref |NR_029363.1 


ref|NR_029210.1 
7 240544 Burkho 
rkholderiaceae; 
ref|NR_027570.1 
ira. 
ref|NR_025327.1 
04 Planctomyces 
ceae; Planctomyc 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026083.1 
sequence 362084 
s; Fusobacteriac 
ref|NR_025674.1 


ref 


NR_029172.1 


91 3393612 Bacter 


Bacteroides caccae 
oides caccae Bacteria; 


Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


Blastobacter 
bacter capsulatus 


acteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Blastobacter. 

3724955 3724876 18 98 gi|219846418|ref|NR_026009.1| Actinomadura 
rain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

3726416 3726337 18 98 gi|219846417|ref|NR_026008.1| Actinomadura 
ain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

3729323 3729244 18 98 gi|219846415|ref|NR_026006.1| Actinomadura 
strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinomadura. 

3730778 3730699 18 98 gi|219846414|ref|NR_026005.1| Actinocorallia 

IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
ae; Actinocorallia. 
3732235 3732156 18 98 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 


31 Actinomadura coerulea Bacteria; 


osporaceae; 
Microtetraspora 
etraspora niveoalba 


Streptosporangiaceae; 


Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 
Pp 


orangiaceae; Nonomuraea. 
Nonomuraea africana 


20 Nonomuraea africana Bacteria; 


orangiaceae; Nonomuraea. 
Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Desulfatibacillum 
6 Desulfatibacillum 


sulfobacteraceae; 


Brachyspira aalborgi 


Brachyspira aalborgi Bacteria; 


Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Planctomyces maris 


maris Bacteria; 


es. 

Desulfurella 

urella acetivorans 
Desulfurella. 
Fusobacterium 

0 3622170 Fusobacterium 

eae; Fusobacterium. 

Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Aquifex pyrophilus 


465556 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


465556 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


strain EX-H1 16S 
Aquificae; Aquifi 


465556 Bacteria_16S 


azorense Az-Ful s 
azorense Az-Ful B 


465556 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


465556 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


465556 Bacteria_16S 


caldilitoris stra 
caldilitoris Bact 


465556 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


strain CKK 16S ri 
Tenericutes; Moll 


465556 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


465556 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; G 


465556 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


465556 Bacteria_16S 


platensis strain 
Bacteria; Firmicu 


465556 Bacteria_16S 


strain E-37 16S r 
Proteobacteria; A 


465556 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


465556 Bacteria_16S 


tjernbergiae stra 
tjernbergiae Bact 
Acinetobacter. 


465556 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


strain DSM 2588 1 
Bacteroidetes; Sp 


465556 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


465556 Bacteria_16S 


strain IL371 16S 
Tenericutes; Moll 


465556 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; Sp 


298947 298879 30 98 gi 
train 6-1 16S ribosomal RNA, partial s 
acteria; 
505335 505253 16 98 

ribosomal RNA, partial sequence 


gi 


Tenericutes; Mollicutes; Anae 


504361 50587 
motogales; Thermotogaceae; Thermosipho. 
465556 Bacteria_16S 


265678861 
equence 
roplasmata 

265678715 


ref|NR_029167.1] Anaeroplasma 

298000 299445 Anaeroplasma 
les; Anaeroplasmataceae; Anaeroplasma. 
ref|NR_029020.1| Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


1191898 1191816 16 98 gi|228715750|ref|NR_027538.1| Persephonella marina 
ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
cales; Hydrogenothermaceae; Persephonella. 

1241907 1241825 16 98 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
train Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
acteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

1332587 1332505 16 98 gi|228721494|ref|NR_027617.1| Thermosipho 
ain BI429 16S ribosomal RNA, partial sequence 1331586 1333097 Thermosipho 
29 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

1916909 1916827 16 98 gi|219878250|ref|NR_025389.1| Thermosipho geolei 

16S ribosomal RNA, partial sequence 1915911 1917433 Thermosipho geolei Bacteria; 
motogales; Thermotogaceae; Thermosipho. 

2690151 2690069 16 98 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
in IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
eria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 

2828343 2828261 16 98 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 


ibosomal RNA, partial sequence 


3715863 3715793 29 98 
bosomal RNA, complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
693518 693433 14 98 gi 
ibosomal RNA, partial sequence 


gi 


1361416 1361336 17 98 gi 
10331 16S ribosomal RNA, complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobium. 

1546109 1546041 30 98 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1725533 1725462 28 98 gi 


’ 


gi 


etaproteobacteria; Burkholderiales; Co: 
3220105 3220024 17 98 gi 
3R 16S ribosomal RNA, partial sequence 
tes; Clostridia; Thermoanaerobacterale 
3717297 3717229 30 98 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
286813 286733 18 98 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
750463 750408 42 98 gi 
in 7N16 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Gammaproteobacte 


780779 780711 30 98 
ribosomal RNA, partial sequence 


gi 


941138 941070 30 98 gi 
hingobacteria; Sphingobacteriales; Chi 
975158 975090 30 98 gi 
bosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
2389818 2389738 18 98 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3218564 3218516 50 98 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fla 


Sap 
gi 


gi 


465556 Bacteria_16S 


strain ATCC 33530 


2827347 28288 
motogales; Thermotogaceae; Thermosipho. 
465556 Bacteria_16S 
3714904 37163 


692571 69404 
lanctomycetacia; Planctomycetales; Pla 
465556 Bacteria_16S 


1545151 15466 


6S ribosomal RNA, partial sequence 1724592 17259 


3716418 37177 


285875 28729 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
465556 Bacteria_16S 
6S ribosomal RNA, partial sequence 940206 94166 


3217640 32191 


219846426 


265678587 


nctomyceta 
228719712 
ence 13604 
idimicrobi 


219857261 


diomarinac 
219878391 


mamonadace 
219846774 
32191 
s; Thermod 
219846425 


hodobacter 
265678869 


265678546 
uence 
ria; Pseud 


265678525 


3519833 3519753 18 98 gi 
16S ribosomal RNA, partial sequence 


49 Thermosipho japonicus Bacteria; 


ref|NR_026017.1| Mycoplasma pullorum 
67 Mycoplasma pullorum Bacteria; 


ref|NR_028892.1| Isosphaera pallida 
0 Isosphaera pallida Bacteria; 


ceae; Isosphaera. 

ref|NR_027584.1| Acidimicrobium 

61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 
ref|NR_024892.1| Idiomarina zobellii 
14 Idiomarina zobellii Bacteria; 

eae; Idiomarina. 

ref|NR_025530.1| Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


ae; Comamonas. 

ref|NR_026366.1| Coprothermobacter 

55 3220600 Coprothermobacter platensis 
esulfobiaceae; Coprothermobacter. 
ref|NR_026016.1| Sagittula stellata 

90 Sagittula stellata Bacteria; 

aceae; Sagittula. 

ref|NR_029175.1| Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Acinetobacter 
Acinetobacter 
xellaceae; 


ref|NR_028850.1 
749594 750918 
omonadales; Mora 


ref|NR_028829.1 
7 Acholeplasma 
eplasma. 


Acholeplasma axanthum 
axanthum Bacteria; 


265678418 |ref|NR_028720.1| Chitinophaga pinensis 
3 Chitinophaga pinensis Bacteria; 

tinophagaceae; Chitinophaga. 

265678394|ref|NR_028696.1| Lewinella persicus 
974224 975642 Lewinella persicus Bacteria; 

rospiraceae; Lewinella. 

219857467 |ref|NR_025055.1| Mycoplasma microti 
2388858 2390292 Mycoplasma microti Bacteria; 

219846775|ref|NR_026367.1| Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


mmeovirgaceae; Thermonema. 
219846563 |ref|NR_026155.1]| Mycoplasma genitalium 
3518849 3520338 Mycoplasma genitalium 


465556 Bacteria_16S 
strain 4229 16S r 


Tenericutes; Moll 


465556 Bacteria_16S 
strain 717 16S ri 
B 


Proteobacteria; 
complex. 


465556 Bacteria_16S 
acidifaciens stra 
Bactero 
465556 Bacteria_16S 
guaymasensis stra 


Bacteria; 


Bacteria; Aquific 


465556 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


465556 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; 


strain HI 11/12 1 
Bacteria; Aquific 


465556 Bacteria_16S 


subterraneus stra 
subterraneus Bact 


465556 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


465556 Bacteria_16S 


strain OXB 16S ri 
Proteobacteria; B 


465556 Bacteria_16S 


strain 70-159 16S 
Tenericutes; Moll 


465556 Bacteria_16S 


strain A288 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 
465556 Bacteria_16S 2476270 2476190 18 98 gi| 219857399 


strain 4822 16S r 
Tenericutes; Moll 


465556 Bacteria_16S 
Isley 16S ribosomal RNA, partial sequence 


Mollicutes; Mycop 


465556 Bacteria_16S 


strain ATCC 29147 
Bacteroidetes; Ba 


465556 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


Pseudoalteromonas. 
465556 Bacteria_16S 


hydrogeniphila st 
hydrogeniphila Ba 


465556 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


465556 Bacteria_16S 


strain Ben 16S ri 
Tenericutes; Moll 


465556 Bacteria_16S 


strain J233 16S r 
Tenericutes; Moll 


strain FC 097-2 1 
Tenericutes; Moll 


serovar 3 str. 
serovar 3 str. 


AT 
AT 


G 
465556 Bacteria_16S 


3860221 3860141 18 98 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
241532 241465 17 84 gi 
bosomal RNA, partial sequence 


gi 


6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
2823805 2823724 17 98 gi 
in HGP1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Aquifica 
2996199 2996118 17 98 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
267151 267099 30 82 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
301969 301901 30 98 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
405285 405207 18 98 gi 
ibosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3757428 3757360 30 98 gi 


lasmataceae; Mycoplasma. 

3867855 3867807 50 98 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
809915 809877 34 73 gi 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


2727796 2727713 16 98 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
2072693 2072616 21 98 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
277770 277717 30 83 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
320099 320031 30 98 gi 
ibosomal RNA, partial sequence 


985732 985664 30 
6S ribosomal RNA, 


98 gi 


1122383 1122339 54 98 gi 
CC 27815 16S ribosomal RNA, partial se 
CC 27815 Bacteria; Tenericutes; Mollic 


465556 Bacteria_16S 


2474775 2474695 18 98 gi 


3859256 38606 


240595 24207 


etaproteobacteria; Burkholderiales; Burkholderia 
1105646 1105572 23 98 gi| 265678305 
in A40 16S ribosomal RNA, partial sequence 11046 
idetes; Bacteroidia; Bacteroidales; Bacteroidace 
2231861 2231779 16 98 gi| 219857578 
in H2 16S ribosomal RNA, partial sequence 22309 
ae; Aquificales; Hydrogenothermaceae; Persephone 
216992 216927 32 97 gi| 265678918 
ribosomal RNA, partial sequence 216053 21755 
lanctomycetacia; Planctomycetales; Planctomyceta 
751840 751784 40 97 gi| 265678545 
ribosomal RNA, partial sequence 750969 75229 
ammaproteobacteria; Pseudomonadales; Moraxellace 
1231284 1231203 17 98 gi| 219878275 


complete sequence 1230306 12317 


266185 26767 


300996 30245 


404351 40583 


2475319 24767 


3756485 3757942 Mycop 


276812 27827 


319228 32064 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
465556 Bacteria_16S 
complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
465556 Bacteria_16S 


219846322 


265678901 


rinis. 

219856908 
uence 

ceae; Hydr 
219846926 
sequence 
icaceae; H 
265678882 


alobactera 
265678859 


265678785 


219846394 


219846317 

38668 
daceae; Po 
265678506 
ence 80896 
nadales; P 


219857169 
quence 
enothermac 
219878142 
20717 
ae; Prevot 
265678875 


265678847 


265678387 


228715451 
quence 
utes; Myco 


ref|NR_025912.1| Mycoplasma imitans 
94 Mycoplasma imitans Bacteria; 


ref|NR_029209.1| Burkholderia cepacia 

2 Burkholderia cepacia Bacteria; 

ceae; Burkholderia; Burkholderia cepacia 
ref|NR_028607.1| Bacteroides 

72 1106166 Bacteroides acidifaciens 

ae; Bacteroides. 

ref|NR_025166.1| Persephonella 

13 2232371 Persephonella guaymasensis 
lla. 

ref|NR_029226.1| Blastopirellula marina 
5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 

ref|NR_028849.1| Acinetobacter towneri 
3 Acinetobacter towneri Bacteria; 

ae; Acinetobacter. 

ref|NR_025414.1| Thermocrinis albus 


93 Thermocrinis albus DSM 14484 


ref|NR_024729.1| Hydrogenobacter 
2822817 2824313 Hydrogenobacter 

ogenobacter. 

ref|NR_026518.1] Hydrogenobacter 
2995219 2996732 Hydrogenobacter 

ydrogenobacter. 

ref|NR_029188.1| Oxalobacter formigenes 

2 Oxalobacter formigenes Bacteria; 

ceae; Oxalobacter. 

ref|NR_029165.1| Mycoplasma pirum 


2 Mycoplasma pirum Bacteria; 


Actinomadura meyerae 
meyerae Bacteria; 
nosporaceae; 


ref|NR_029090.1 
0 Actinomadura 
ineae; Thermomo 


ref|NR_024987.1| Mycoplasma fastidiosum 
73 Mycoplasma fastidiosum Bacteria; 


ref|NR_025985.1 
lasma alvi Bacte 


Mycoplasma alvi strain 
ria; Tenericutes; 


ref|NR_025907.1 
93 3868368 Porphy 
rphyromonas. 
ref|NR_028809.1 
8 810417 Pseudo 
seudoalteromonad 


Porphyromonas levii 
romonas levii Bacteria; 


Pseudoalteromonas 
alteromonas phenolica 
aceae; 


ref |NR_024797.1 

2726822 272832 
eae; Persephonel 
ref|NR_025281.1 
29 2073175 Prevot 
ella. 
ref|NR_029181.1| Mycoplasma feliminutum 
0 Mycoplasma feliminutum Bacteria; 


Persephonella 
8 Persephonella 
la. 

Prevotella enoeca 
ella enoeca Bacteria; 


ref|NR_029152.1 
0 Acholeplasma 
eplasma. 
ref|NR_028689.1 
5 Acholeplasma 
eplasma. 
ref|NR_027532.1 
1121455 112289 
plasmataceae; Ureaplasma. 


Acholeplasma palmae 
palmae Bacteria; 


Acholeplasma vituli 
vituli Bacteria; 


Ureaplasma parvum 
3 Ureaplasma parvum 


219857400 


cavipharyngis strain 117C 16S ribosomal RNA, partial sequence 
cavipharyngis Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


ref|NR_024988.1| Mycoplasma 
2473825 2475268 Mycoplasma 


465556 Bacteria_16S 


strain D6-1 16 


Tenericutes; Moll 
465556 Bacteria_16S 


strain 19L 16S 


Tenericutes; Moll 
465556 Bacteria_16S 


strain FT2-B 1 


Tenericutes; Moll 
465556 Bacteria_16S 


strain A417 16 


Tenericutes; Moll 
465556 Bacteria_16S 
canigenitalium st 
canigenitalium Ba 
465556 Bacteria_16S 


acidophilum st 
Bacteria; Aqui 


465556 Bacteria_16S 


strain PS-1 16 


Tenericutes; Moll 
465556 Bacteria_16S 


barnesii strai 
Bacteria; Prot 


465556 Bacteria_16S 


strain DSM 506 
Bacteria; 


strain SEBR 70 
Thermotogae; T 


465556 Bacteria_16S 


strain PG8 16S 


strain IFM 100 
Actinobacteria 


465556 Fungi_16S 


strain IFM 078 
Actinobacteria 


465556 Fungi_16S 


strain IFM 057 
Actinobacteria 


465556 Fungi_16S 


strain IFM 100 
Actinobacteria 


465556 Fungi_16S 


strain YZ-96 1 
Actinobacteria 


465556 Fungi_16S 


strain IFM 024 
Actinobacteria 


465556 Fungi_16S 


strain IFM 100 
Actinobacteria 


Thermot 
465556 Bacteria_16S 
16S ribosomal RNA, partial sequence 246697 24821 


3700806 3700762 54 98 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 


gi 
sr 


219846436 
3699882 37013 


ref|NR_026027.1| Ureaplasma gallorale 
36 Ureaplasma gallorale Bacteria; 


3792024 3791956 30 98 gi|219846369|ref|NR_025960.1| Acholeplasma oculi 
ribosomal RNA, partial sequence 3791066 3792555 Acholeplasma oculi Bacteria; 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
3907914 3907870 54 98 gi|219846289|ref|NR_025879.1| Ureaplasma felinum 


6S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3909438 3909394 54 98 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 
3910967 3910923 54 98 gi 
rain D6P-C 16S ribosomal RNA, partial 


iS: oy 


se 


3906969 39084 


219846288 
3908492 39099 


219846287 


quence 


41 Ureaplasma felinum Bacteria; 


ref|NR_025878.1| Ureaplasma diversum 
69 Ureaplasma diversum Bacteria; 


ref |NR_025877.1 


= Ureaplasma 
3910020 391149 


9 Ureaplasma 


cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

3957236 3957168 30 98 gi|219846254|ref|NR_025844.1| Hydrogenobaculum 
rain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrogenobaculum acidophilum 
ficae; Aquificales; Aquificaceae; Hydrogenobaculum. 

4107280 4107212 30 98 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
S ribosomal RNA, partial sequence 4106362 4107818 Acholeplasma pleciae Bacteria; 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


eplasma. 


981048 981005 30 73 gi|265678390|ref|NR_028692.1| Sulfurospirillum 
n SES-3 16S ribosomal RNA, partial sequence 980099 981569 Sulfurospirillum barnesii 
eobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Sulfurospirillum. 
2790742 2790675 16 83 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
9 16S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
ogae; Thermotogales; Thermotogaceae; Thermotoga. 
247680 247595 14 98 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 


54 
hermotogales; Thermotogaceae; Thermotoga. 
3790464 3790416 51 98 gi 
ribosomal RNA, partial sequence 


953 885 30 98 gi 
35 16S ribosomal RNA, partial sequence 1 

Actinobacteridae; Actinomycetales; Cory 
2462 2394 30 98 gi 
4 16S ribosomal RNA, partial sequence 1564 
; Actinobacteridae; Actinomycetales; Cory 
4000 3932 30 98 gi 
5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 
5560 5492 30 98 gi 
84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 
7116 7048 30 98 gi 
6S ribosomal RNA, partial sequence 6163 
Actinobacteridae; Actinomycetales; Cory 
8618 8550 30 98 gi 
5 16S ribosomal RNA, partial sequence 7721 
; Actinobacteridae; Actinomycetales; Cory 
10104 10036 30 98 gi 
88 16S ribosomal RNA, partial sequence 9174 
; Actinobacteridae; Actinomycetales; Cory 


’ 


v 


, 


’ 


, 


v 


465556 Fungi_16S 


yamanashiensis 


Le 
11585 11517 30 98 gi 
strain IFM 0265 16S ribosomal RNA, parti 


yamanashiensis Bacteria; Actinobacteria; Actinobacterid 
Nocardiaceae; Nocardia. 

471026 Archaea_16S 28561 28541 4 24 gi 
indicus strain SL43 16S ribosomal RNA, partial sequence 
Archaea; Euryarchaeota; Methanococci; Methanococcales; 

472344 Bacteria_16S 1209359 1209286 11 84 gi 
DSM 14365 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococc 
472344 Bacteria_16S 2337323 2337248 9 84 gi 
strain BG29 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Heliobacteriacea 
472344 Bacteria_16S 686501 686419 15 97 gi 
cetonica strain 480 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 


ae; 


e; 


472344 Bacteria_16S 1265052 1264970 7 89 gi 
16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 


Clostridiaceae; Clostridium. 


219846370 
3789540 37910 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Achol 


465556 Fungi_16S 265678352 


1514 
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17 Haliangium tepidum Bacteria; 

; Haliangiaceae; Haliangium. 
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Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

472344 Bacteria_16S 610708 610623 8 93 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 683450 683373 7 84 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 713464 713427 56 93 gi|265678573|ref|NR_028878.1| Mycobacterium 
botniense strain E347 16S ribosomal RNA, partial sequence 713359 714869 Mycobacterium botniense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

472344 Bacteria_16S 1856818 1856737 11 92 gi|219878296|ref|NR_025435.1| Trichococcus palustris 


strain DSM 9172 16S ribosomal RNA, partial sequence 1856650 18581 


Trichococ 


cus. 


Firmicutes; Lactobacillales; Carnobacteriaceae; 
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strandjordii strain ATCC BAA-173 16S ribosomal RNA, 


gi 


complete sequence 
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69 Trichococcus palustris Bacteria; 


ref|NR_025113.1] Tsukamurella 


2305517 2307028 Tsukamurella 


strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Tsukamurellaceae; Tsukamurella. 


472344 Bacteria_16S 2731542 2731461 11 92 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
psychrotolerans strain M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
psychrotolerans Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

472344 Bacteria_16S 2886105 2886028 7 84 gi|219856865|ref|NR_024684.1| Eubacterium 
nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

472344 Bacteria_16S 2889153 2889076 7 84 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

472344 Bacteria_16S 3314681 3314644 56 93 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

472344 Bacteria_16S 3431280 3431243 56 93 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

472344 Bacteria_16S 3432731 3432694 56 93 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

472344 Bacteria_16S 3710598 37105217 84 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 3721052 3721015 56 93 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

472344 Bacteria_16S 384509 384469 11 51 gi|265678798|ref|NR_029103.1| Pseudomonas lutea 
strain OK2 16S ribosomal RNA, partial sequence 384340 385870 Pseudomonas lutea Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

472344 Bacteria_16S 458517 458477 11 51 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

472344 Bacteria_16S 770646 770606 11 51 gi|265678532|ref|NR_028836.1| Cellvibrio japonicus 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 771983 Cellvibrio japonicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

472344 Bacteria_16S 1026256 1026168 9 97 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 

472344 Bacteria_16S 2144717 2144677 11 51 gi|219857638|ref|NR_025227.1| Pseudomonas 
umsongensis strain Ps 3-10 16S ribosomal RNA, partial sequence 2144573 2146027 Pseudomonas 
umsongensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

472344 Bacteria_16S 2815408 2815368 11 51 gi|219856913|ref|NR_024734.1| Pseudomonas 
alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 2815260 2816748 Pseudomonas 
alcaliphila Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

472344 Bacteria_16S 3176799 3176759 11 51 gi|219846803|ref|NR_026395.1| Pseudomonas graminis 
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472344 Bacteria_16S 1949725 1949694 54 85 gi|219878228|ref|NR_025367.1| Pseudonocardia 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

472344 Bacteria_16S 2036392 2036353 54 93 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

472344 Bacteria_16S 2039522 2039439 10 93 gi|219878168|ref|NR_025307.1| Dolosicoccus 
paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 2039358 2040867 Dolosicoccus 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 

472344 Bacteria_16S 2338872 2338797 9 84 gi|219857502|ref|NR_025090.1| Heliobacterium 
sulfidophilum strain BR4 16S ribosomal RNA, complete sequence 2338702 2340214 Heliobacterium 
sulfidophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
472344 Bacteria_16S 2592089 2592034 39 94 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

472344 Bacteria_16S 3147748 3147709 54 93 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

472344 Bacteria_16S 3178317 3178278 54 93 gi| 219846802 |ref|NR_026394.1| Corynebacterium 
singulare strain IBS B52218 16S ribosomal RNA, partial sequence 3178210 3179532 Corynebacterium 
singulare Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

472344 Bacteria_16S 3240517 3240442 9 84 gi|219846760|ref|NR_026352.1| Thermobrachium celere 
strain NZ35 16S ribosomal RNA, partial sequence 3240430 3241833 Thermobrachium celere Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermobrachium. 

472344 Bacteria_16S 3248136 3248062 10 84 gi|219846755|ref|NR_026347.1| Clostridium isatidis 
strain WV6 16S ribosomal RNA, partial sequence 3247999 3249330 Clostridium isatidis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 116894 116856 55 93 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

472344 Bacteria_16S 132104 132050 39 93 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

472344 Bacteria_16S 161023 160949 10 84 gi| 265678955 |ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 180741 180667 10 84 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 206971 206897 10 84 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 313477 313403 10 84 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 550283 550209 8 82 gi|265678685|ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 962014 961976 56 94 gi| 265678403 |ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

472344 Bacteria_16S 1082130 1082076 39 93 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 1133566 1133532 59 93 gi|253680767|ref|NR_028015.1| Corynebacterium 
sphenisci strain CECT 5990 16S ribosomal RNA, partial sequence 1133500 1134881 Corynebacterium 
sphenisci Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

472344 Bacteria_16S 1269691 1269601 7 97 gi|219846400|ref|NR_025991.1| Desulfonema 
ishimotonii strain Tokyo 01 16S ribosomal RNA, partial sequence 1269526 1270965 Desulfonema 
ishimotonii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfonema. 

472344 Bacteria_16S 1508826 1508772 39 93 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
472344 Bacteria_16S 1510405 1510351 39 93 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 


ATCC 49176 strain GIFU 12707 16S ribosomal RNA, 


complete sequence 


1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 
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gi 


gi 


CCUG 39784 16S ribosomal RNA, partial sequence 


auriscanis Bacteria; Actinobacteria; Actinobacteridae; 
Corynebacteriaceae; Corynebacterium. 


472344 Bacteria_16S 


pleistocenium strain FTR1 16S ribosomal RNA, partial sequence 
pleistocenium Bacteria; 


472344 Bacteria_16S 


olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 244968 
olivapovliticus Bacteria; 


472344 Bacteria_16S 


2168983 2168901 11 


Firmicutes; 
2448328 2448246 11 


Firmicutes; 
2905787 2905749 55 


93 


Lactobacillales; 


93 


93 


gi 


gi 


Lactobacillales; 


gi 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 


472344 Bacteria_16S 
strain IndiB4 16S 
Firmicutes; 
472344 Bacteria_16S 


adiacens strain GIFU 12706 16S ribosomal RNA, 
Firmicutes; 


adiacens Bacteria; 
472344 Bacteria_16S 


methylpentosum strain R2 16S ribosomal RNA, partial sequence 
methylpentosum Bacteria; 


472344 Bacteria_16S 


3551263 3551189 10 


Clostridiales; 
3931546 3931465 11 


24450 24373 7 
Firmicutes; 


45414 45377 56 


Lactobacillales; 


Clostridia; 


84 


ribosomal RNA, partial sequence 
Clostridia; 


92 


84 


93 


strain M069 16S ribosomal RNA, partial sequence 


472344 Bacteria_16S 


camporealensis strain CRS-51 16S ribosomal RNA, partial 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; 


68297 68260 56 


Corynebacteriaceae; Corynebacterium. 


472344 Bacteria_16S 


sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 
sulfidoxydans Bacteria; Actinobacteria; Actinobacterida 
Pseudonocardia. 


Pseudonocardiaceae; 
472344 Bacteria_16S 


asaccharolytica strain 580 16S ribosomal RNA, partial sequence 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


Pseudonocardiaceae; 
472344 Bacteria_16S 


strain F 16S ribosomal RNA, partial sequence 83062 
Ruminococcaceae; Anaerofilum. 


Clostridia; 
472344 Bacteria_16S 
conspicuum strain 


Clostridiales; 


71292 71263 56 


72849 72820 56 


83226 83177 43 


107577 107540 56 


93 


85 


85 


92 


93 


gi 
35 


Clostridiaceae; 


gi 


complete 
Carnobacteriaceae 


gi 


Clostridiales; C 


gi 


45374 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


gi 


gi 


Actin 
gi| 265679007 
84529 Anaer 


gi 


3895/92 16S ribosomal RNA, partial sequence 


conspicuum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
472344 Bacteria_16S 


vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 
vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
472344 Bacteria_16S 


Mycobacterium. 


115334 115297 56 


225253 225216 56 


93 


93 


strain 2502 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


472344 Bacteria_16S 
strain 47001 16S 


228266 228229 56 


93 


ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


472344 Bacteria_16S 


229774 229737 56 


93 


strain 358 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


472344 Bacteria_16S 


novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinom 
Mycobacterium. 


Mycobacteriaceae; 
472344 Bacteria_16S 


242246 242209 56 


296714 296677 56 


93 


complete sequence 


93 


strain F 628 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 


gi 


gi 


225125 22658 
Corynebacterin 


gi 


228138 22959 
Corynebacterin 


gi 


229646 23110 
Corynebacterin 


gi 


gi 


219878357 


219878295 


219878226 


219857622 


Carnobacteriaceae; 


219857420 


219856852 
29056 


219846542 
51089 35526 
Caloramato 
219846272 
sequence 


265679047 


265679033 
46777 
265679018 
sequence 
Actino: 


265679016 


265679015 


265678990 
Actinomyce 
265678985 
Actinomyc 


265678912 


265678910 


265678909 


265678900 


sequence 1858220 185970 
Actinomycetales; 


Actinomycetales; 


Carnobacteriaceae; 


e; Actinomycetales; 


ref |NR_025496.1 
1770072 177148 


ref|NR_025434.1 


ref|NR_025365.1 
1952641 195404 
Corynebac 


ref |NR_025211.1 
2168820 217030 


ref|NR_025008.1 


ref|NR_024671.1 
Williamsiac 
ref |NR_026134.1 
Tis 
ref |NR_025862.1 

3931373 393277 
; Granulicatella 
ref |NR_029355.1 

24277 25711 
lostridiaceae; C 
ref |NR_029341.1 

Mycobacterium 
eae; Mycobacteri 
ref |NR_029326.1 

68186 69586 
mycetales; Coryn 


ref|NR_029324.1 
71176 72680 
Pseudo 


ref|NR_029323.1 
72731 74244 
omycetales; Pseu 


ref |NR_029315.1 
ofilum agile Bac 


ref|NR_029298.1 
107522 108917 
tales; Corynebac 


ref|NR_029293.1 
115240 116730 
etales; Coryneba 


ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacteri 
ref |NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029217.1 
3. Mycobacterium 
eae; Mycobacteri 
ref |NR_029208.1 

242123 243639 
ycetales; Coryne 


265678862 


Corynebacterium 
6 Corynebacterium 


Corynebacterineae; 


Corynebacterium 
1 Corynebacterium 


Corynebacterineae; 


Corynebacterium 
7 Corynebacterium 
terineae; 


Carnobacterium 
5 Carnobacterium 


Carnobacterium. 


Alkalibacterium 
1 Alkalibacterium 


Alkalibacterium. 


Williamsia maris 


66 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


eae; Williamsia. 
Caloramator indicus 


03 Caloramator indicus Bacteria; 


Granulicatella 
8 Granulicatella 
Clostridium 
Clostridium 
lostridium. 
Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Corynebacterium 
Corynebacterium 
ebacterineae; 


Pseudonocardia 
Pseudonocardia 
nocardineae; 


Pseudonocardia 
Pseudonocardia 
donocardineae; 


Anaerofilum agile 
teria; Firmicutes; 


Mycobacterium 
Mycobacterium 
terineae; 


Mycobacterium 
Mycobacterium 
cterineae; 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
Mycobacterium 
bacterineae; 


ref|NR_029168.1 


Mycobacterium terrae 


296587 297949 Mycobacterium terrae Bacteria; 


472344 Bacteria_16S 427708 427671 56 93 gi| 265678769 |ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
472344 Bacteria_16S 478195 478158 56 93 gi| 265678732 |ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
472344 Bacteria_16S 479744 479707 56 93 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
472344 Bacteria_16S 506023 505994 56 85 gi|265678714|ref|NR_029019.1| Pseudonocardia 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 Pseudonocardia 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
472344 Bacteria_16S 509040 509003 56 93 gi|265678712|ref|NR_029017.1| Corynebacterium 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
472344 Bacteria_16S 522724 522695 56 85 gi|265678703|ref|NR_029008.1| Pseudonocardia 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 
472344 Bacteria_16S 537974 537937 56 93 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
472344 Bacteria_16S 573013 572976 56 93 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
472344 Bacteria_16S 578913 578876 56 93 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
472344 Bacteria_16S 580449 580412 56 93 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
472344 Bacteria_16S 607578 607541 56 93 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
472344 Bacteria_16S 616926 616889 56 93 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 


472344 Bacteria_16S 711907 711870 56 93 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
472344 Bacteria_16S 776850 776813 56 93 gi| 265678528 |ref|NR_028832.1| Gordonia 


paraffinivorans strain HD321 16S ribosomal RNA, partial sequence 776745 778221 Gordonia 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 


472344 Bacteria_16S 789094 789057 56 93 gi| 265678519 |ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

472344 Bacteria_16S 815199 815170 56 85 gi|265678502|ref|NR_028805.1| Pseudonocardia 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 


472344 Bacteria_16S 896995 896958 56 93 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

472344 Bacteria_16S 910970 910893 15 92 gi| 265678437 |ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

472344 Bacteria_16S 917160 917123 56 93 gi| 265678433 |ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


472344 Bacteria_16S 
strain 213E 16S r 


472344 Bacteria_16S 


strain B1333 16S 
Firmicutes; 


472344 Bacteria_16S 
satsumensis strai 
satsumensis Bacte 


Lacto 


918725 918688 56 93 
ibosomal RNA, partial sequence 


gi 


265678432 
918602 92011 


ref |NR_028734.1 


Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

995876 995795 11 92 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
ribosomal RNA, complete sequence 995703 997240 Granulicatella elegans Bacteria; 
bacillales; Carnobacteriaceae; Granulicatella. 

1032304 1032267 56 93 gi| 265678356 |ref|NR_028658.1| Lactobacillus 
n NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 
ria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1091308 1091271 56 93 gi|265678315|ref|NR_028617.1| Lactobacillus algidus 


472344 Bacteria_16S 
strain M 6 A9 16S 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 1160839 1160802 56 93 gi|228721225|ref|NR_027604.1 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamu 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Na 
Nakamurella. 

472344 Bacteria_16S 1234959 1234922 56 93 gi| 219878254 |ref|NR_025393.1 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 123486 


frederiksbergense 


Mycobacteriaceae; 


472344 Bacteria_16S 


urealyticum DSM 7 


DSM 7109 Bacteria 
Corynebacteriacea 
472344 Bacteria_16S 
DSM 43247 16S rib 
Bacteria; Actinob 
472344 Bacteria_16S 


cynodontis JCM 97 


cynodontis Bacter 
Microbacteriaceae 
472344 Bacteria_16S 


strain IBS G15036 


Bacteria; Actinob 


Corynebacterium. 


472344 Bacteria_16S 
afermentans subsp 
Corynebacterium afermentans subsp. 


Actinomycetales; 


472344 Bacteria_16S 
canariasense stra 
canariasense Bact 


Mycobacteriaceae; 


472344 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


472344 Bacteria_16S 
atypicum strain R 


Bacteria; Actinob 
Corynebacterium. 


472344 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


472344 Bacteria_16S 


strain DSM 44222 


strain DSM 44515 


472344 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


472344 Bacteria_16S 


strain SPR2 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 
472344 Bacteria_16S 


strain Kb2 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 


acteria; Actinobacteridae; Actinomycetal 
1401256 1401179 15 92 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
Leifsonia. 

1489391 1489354 56 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


v 


al 


1499890 1499853 56 93 gi 
- afermentans strain CIP 103499 16S ri 
Corynebacterineae; Corynebacteriaceae; C 
1560134 1560097 56 93 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

1680315 1680286 56 85 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1709418 1709381 56 93 gi 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


eq 


’ 


ue 
i; 


ce 
al 


1726095 1726058 56 93 gi 
DSM 44223 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

1727629 1727592 56 93 gi 
ne 


1729170 1729133 56 93 gi 


ne 


1091188 10926 


ridae; Act 


1290557 1290520 56 93 gi|228720812|ref|NR_027597.1 
109 16S ribosomal RNA, partial sequence 1290453 1291853 Coryne 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
e; Corynebacterium. 

1350098 1350061 56 93 gi|228720546|ref|NR_027594.1 
osomal RNA, partial sequence 1349993 13514 


es; 


14011 


Actinomyce 


219846947 


14892 
es; 


219846622 
bosomal RN 
afermentans Bacteria; Actinobacteria; 


orynebac 


219846147 


uence 


Actinomy 


219878421 


nce 
Thermal 


219878401 


17093 
es; 


219878390 


uence 
inomycet 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


bacterin 


219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


bacterin 


1730681 1730644 56 93 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1758239 1758202 56 93 
ibosomal RNA, partial sequence 


s 
A 

gi 
Coryne 
1809616 1809579 56 93 gi 
bosomal RNA, partial sequence 


Coryne 


472344 Bacteria_16S 


219878387 


equence 
ctinomyc 


219878366 
1758120 17596 


bacterin 


219878329 
1809512 18109 


bacterin 


1855368 1855331 56 93 gi 


219878297 


capitovis strain CCUG 39779 16S ribosomal RNA, partial sequence 


Cory 
228715351 


Cory 


Cory 


88 Lactobacillus 


inomycetales; Co 


nebacterineae; 
ref|NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


ref|NR_026539.1 
76 1490698 Coryne 
nebacterineae; C 


ref 
A, Cc 


NR_026214.1 
omplete sequ 


terium. 
ref|NR_025737.1 

1560055 156148 
cetales; Coryneb 


ref|NR_025560.1 

1680196 168167 
es; Thermaceae; 
ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


ref|NR_025529.1 
1725987 172747 
ales; Corynebact 


’ 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref|NR_025505.1 


Gordoniacea 
NR_025468.1 


eae; 
ref 


eae; Gordoniacea 


algidus Bacteria; 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Corynebacterium 
bacterium urealyticum 


rineae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
G 


ordoniaceae; Gordonia. 
Leifsonia xyli subsp. 
nia xyli subsp. 

ineae; 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Corynebacterium 
ence 1499786 1501111 


Actinobacteridae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Vulcanithermus 

6 Vulcanithermus 
Vulcanithermus. 
Corynebacterium 
bacterium atypicum 
orynebacteriaceae; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 


e; Gordonia. 


ref |NR_025436.1 
1855266 185659 


Corynebacterium 
9 Corynebacterium 


capitovis Bacteria; 
Corynebacteriaceae; 


472344 Bacteria_ 


kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 
472344 Bacteria_16S 
strain CK58 16S r 
Clost 
472344 Bacteria_16S 
DSM 20132 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


Firmicutes; 


variabile strain 


variabile Bacteri 
Corynebacteriacea 
472344 Bacteria_16S 


smegmatis strain 


smegmatis Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; 


472344 Bacteria_16S 


Corynebacterium. 


16S 1923733 1923704 56 85 gi 


Pseudonocardia. 

1972262 1972185 7 84 
ibosomal RNA, partial sequence 19 
ridia; Clostridiales; Clostridiaceae; 
2030299 2030262 56 93 gi 


e; 
gi 


e; Corynebacterium. 
2033308 2033271 56 93 gi 
ATCC 19420 16S ribosomal RNA, partial 


Mycobacterium. 


2051997 2051960 56 93 gi 


elephantis strain DSM 44368 16S ribosomal RNA, partial 
elephantis Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 


472344 Bacteria_16S 
pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 
472344 Bacteria_16S 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


472344 Bacteria_16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


472344 Bacteria_16S 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


472344 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


472344 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


472344 Bacteria_16S 


strain NRCM 00-25 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


Mycobacterium. 

2111470 2111433 56 
6482 1 

acteria 

cobacte 


93 gi 


, 
rium tuberculosis complex. 

2128142 2128105 56 93 gi 
ATCC 25420 16S ribosomal RNA, partial 
a; Acti 
Mycoba 


2131139 2131102 56 
ATCC 27282 16S 
a; Acti 
Mycobacterium. 
2132642 2132605 56 
ATCC 35087 16S 
a; Acti 
Mycobacterium. 
2134142 2134105 56 
16S ribosomal 
acteria 
cobacte 


93 gi 
ribosomal RNA, partial 


93 gi 
ribosomal RNA, partial 


93 gi 
RNA, partial sequence 


, 
rium tuberculosis complex. 
2165888 2165859 56 85 


gi 


Pseudonocardia. 
2217374 2217337 56 93 gi 
5 16S ribosomal RNA, partial sequence 


e; 


2232546 2232509 56 93 gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


strain FI-13295 1 


strain ATCC 43186 
Firmicutes; Lacto 


472344 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


472344 Bacteria_16S 


strain FI-25796 1 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


thomssenii strain 
thomssenii Bacter 
Corynebacteriacea 


2326911 2326874 56 93 gi 


2588917 2588880 56 93 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
2590497 2590460 56 93 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; 
2593613 2593576 56 


93 gi 


2639617 2639580 56 93 gi 
16S ribosomal RNA, partial sequence 
2654776 2654739 56 93 gi 
DSM 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 


472344 Bacteria_16S 
narugense strain Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicu 


2738941 2738888 39 92 gi 


tes; Clostridia; 


n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial seque 
Actinobacteridae; Actinomycet 


nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium tubercul 


nobacteria; Actinobacteridae; Act 


nobacteria; Actinobacteridae; Act 


Actinobacteridae; Actinomycet 


s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


Enterococ 


Enterococ 
6S ribosomal RNA, partial sequence 2593502 25949 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


44276 16S ribosomal RNA, partial 


219878245 
quence 


219878213 
72100 19735 
cl 
219878175 
equence 
inomy: 


219878172 
sequence 
inomy 


219878157 
sequence 
Ac 


219857660 
nce 21113 
ales; 


219857649 
sequence 


osis compl 
219857647 
sequence 

inomycet 


219857646 
sequence 
inomycet 


219857645 
21340 
ales; 
219857624 
al sequenc 
eridae; Ac 


219857587 

22172 
nebacterin 
219857577 

22324 
nebacterin 
219857511 


nebacterin 
219857275 
25888 
cus. 
219857274 
25903 
cus. 
219857272 


nebacterin 
219857231 
26395 
nebacterin 
219857221 
sequence 
Actinomyce 


Actinomyc 


ostridiu 


cet 


cet 


tinomyce 


Cory 


inomycet 


Cory 


ref|NR_025384.1 


etales; 


ref|NR_025352.1 
m. 
ref|NR_025314.1 

2030195 203163 
ales 


, 


ref|NR_025311.1 
2033216 203470 
ales 


, 


ref|NR_025296.1 
2051875 205339 
tales; Corynebac 


ref|NR_025249.1 
81 2112761 Mycob 
nebacterineae; 


ref|NR_025238.1 

2128040 212947 
ales 
ex. 
ref|NR_025236.1 

2131039 213248 
ales; Corynebact 


’ 


, 


ref |NR_0252 
2132540 21339 
ales; Corynebac 


35.1 
8 


v 


ref |NR_025234.1 
40 2135523 Mycoba 
nebacterineae; 


ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_024906.1 
00 2590328 Entero 


ref |NR_024905.1 
79 2591887 Entero 


ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024849.1 

2654667 265613 
tales; Corynebac 


219857161 


Thermod 


1923611 192512 


Pseudono 


Corynebact 


Corynebact 


a 


Mycobacteriaceae; 


Corynebact 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Clostridium akagii 


91 Clostridium akagii Bacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
1 Mycobacterium 
terineae; 


Mycobacterium 
cterium pinnipedii 


Mycobacterium 
2 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium 
9 Mycobacterium 
erineae; 


Mycobacterium microti 
cterium microti 


Mycobacteriaceae; 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Corynebacterium 
8 Corynebacterium 
terineae; 


ref |NR_024789.1 


esulfobiaceae; T 


Thermodesulfobium 


2738810 2740172 Thermodesulfobium narugense 


hermodesulfobium. 


472344 Bacteria_ 
strain IFO 16068 


472344 Bacteria_ 
strain IFO 15059 


16S 2954278 2954241 56 93 gi 


16S 2987778 2987741 56 93 gi 


219856820 


16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


ne 
219846931 


16S ribosomal RNA, partial sequence 2987680 29891 


bacterin 


ref |NR_024639.1 
eae; 


ref |NR_026523.1 


Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
Gordoniacea 


e; Gordonia. 
Skermania piniformis 


56 Skermania piniformis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

472344 Bacteria_16S 3022642 3022605 56 93 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

472344 Bacteria_16S 3024146 3024109 56 93 gi| 219846907 |ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

472344 Bacteria_16S 3039370 3039333 56 93 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 


strain HKI 0136 1 


strain M1832/95/2 
Bacteria; 


kroppenstedtii DS 


Corynebacteriacea 
472344 Bacteria_16S 
mastitidis strain 
Bacteria; Actinob 


Corynebacterium. 


472344 Bacteria_16S 


lipophiloflavum s 


lipophiloflavum B 
Corynebacteriacea 
472344 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


472344 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


472344 Bacteria_16S 


strain DSM 44183 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


472344 Bacteria_16S 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


472344 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


472344 Bacteria_16S 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


472344 Bacteria_16S 


Firmicu 
472344 Bacteria_1 
confusum strain D 
confusum Bacteria 
Corynebacteriacea 
472344 Bacteria_1 
riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 
472344 Bacteria_1 
mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 
472344 Bacteria_16S 
kroppenstedtii st 


6S 3048601 3048516 8 93 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; 
6S 3096793 3096756 56 93 gi 


v 
e; Corynebacterium. 

6S 3119319 3119282 56 
MMZ 241 
Actin 
e; Corynebacterium. 

6S 3175218 3175181 56 
n DMMZ 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3199728 3199691 56 


93 gi 


v 


93 gi 


93 gi 


e; Corynebacterium. 


3205632 3205595 56 93 gi 


ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 


3335943 3335906 56 93 gi 


3337452 3337415 56 93 gi 


Mycobacterium. 


3338962 3338925 56 93 gi 


Mycobacterium. 
3380252 3380215 56 93 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
3429891 3429854 56 93 gi 
n CIP 81.82 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
3434095 3434058 56 


93 gi 


E 
MMZ 2439 16S ribosomal RNA, partial se 


Actinobacteria; Actinobacteridae; Ac 


5 16S ribosomal RNA, partial se 
obacteria; Actinobacteridae; Ac 


2278 16S ribosomal RNA, partial 


rain CCUG 35717 16S ribosomal RNA, par 
M 44385 Bacteria; Actinobacteria; Acti 


S-8 16S ribosomal RNA, partial sequen 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_1 


ne 
219846889 
30484 
re 
219846857 
quence 

ti 


219846842 
quence 
ti 


219846804 
sequence 


219846788 
ti 
no 


219846784 
ce 32055 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 

3213131 3213094 56 93 gi| 219846778 |ref|NR_026370.1 
train DSM 44291 16S ribosomal RNA, partial sequence 321302 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
e; Corynebacterium. 

3214655 3214618 56 93 gi| 219846777 |ref|NR_026369.1 
23 16S ribosomal RNA, partial sequence 3214549 3216020 Coryne 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 

3317730 3317693 56 93 gi|219846708|ref|NR_026300.1 


3317638 33191 
Spirocha 


eta. 
219846694 


16S ribosomal RNA, partial sequence 3335845 33373 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


nebacterin 
219846693 
al sequenc 
e} 


219846692 
rtial sequ 
dae; Actin 


219846662 
33801 
ales; Cory 
219846624 
sequence 
Actinomyc 


219846620 


pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


bacterin 


MOCOCCUS 


nomyceta 


nomyceta 


Actinomyc 


al seque 
bacterid 


Actinomycet 


eae; Gordoniacea 
ref|NR_026481.1 
54 3049838 Eremoc 
NR_026449.1 
3096668 309807 
les; Corynebacte 


ref 
3 
les; 


NR_026434.1 
119211 312059 
Corynebacte 


96.1 
8 


ref |NR_0263 
3175122 31765 
etales; Coryneb 


80.1 
1 


ref 
nce 
ae; 


NR_0263 
31996 
Actinomycet 


ref |NR_026376.1 
25 3207001 Coryne 


ref |NR_026286.1 
03 Mycobacterium 
eae; Mycobacteri 
ref |NR_026285.1 
e 3337354 333881 
ales; Coryne 


ref 
ence 
omyc 


NR_026284.1 
333886 
etales; Cory 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026216.1 

3429781 343112 
etales; Coryneba 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Eremococcus coleocola 
occus coleocola 


Corynebacterium 
1 Corynebacterium 
rineae; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Corynebacterium 
0 Corynebacterium 
cterineae; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
3 Mycobacterium 
bacterineae; 


Mycobacterium 
4 3340325 Mycobacterium 
nebacterineae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Corynebacterium 

4 Corynebacterium 
cterineae; 


ref |NR_026212.1 
3433993 343537 


Corynebacterium 
3 Corynebacterium 


472344 Bacteria_ 


strain DZZM 328 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 
472344 Bacteria_ 
chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 
472344 Bacteria_ 


thermopalmarium s 
thermopalmarium B 


472344 Bacteria_ 
hiberniae strain 


hiberniae Bacteri 


Mycobacteriaceae; 
472344 Bacteria_ 


strain 1066 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 
komossense strain 
Bacteria; Actinob 


Mycobacterium. 


472344 Bacteria_16S 


strain ATCC 43910 


Bacteria; Actinob 


Mycobacterium. 


472344 Bacteria_16S 


strain ATCC 27255 
Firmicutes; 


strain NRRL B-163 


Bacteria; Actinob 
472344 Bacteria_16S 


strain NRRL B-161 


Bacteria; Actinob 
472344 Bacteria_16S 
lechevalierae str 


lechevalierae Bac 
Glycomycetaceae; 


472344 Bacteria_16S 
cosmeticum strain 
cosmeticum Bacter 


Mycobacteriaceae; 


472344 Bacteria_16S 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, parti 
Spiroch 
472344 Bacteria_16S 


Bacteria; 


coryniformis subs 


Clost 
472344 Bacteria_16S 


16S 3435517 3435480 56 93 gi|219846619 
6S ribosomal RNA, partial sequence 3435424 34367 


ne 


16S 3491836 3491799 56 93 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

16S 3583052 35829757 84 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
16S 3607598 3607561 56 93 gi| 219846500 
ATCC 9874 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

16S 3615189 3615152 56 93 
ibosomal RNA, partial sequence 


219846581 
sequence 
idae; 


219846520 
equence 
ridiales; 


gi|219846495 
3615060 36165 
nebacterin 
219846494 
ce 36165 
al Cory 


3616696 3616659 56 93 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycetales; 
3636114 3636077 56 93 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


219846481 
36360 
ales; Cory 
3832310 38322337 84 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Ruminococcaceae; 
4030965 4030928 56 93 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4032515 4032478 56 93 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4034069 4034032 56 93 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 
4038556 4038519 56 93 gi 
LTA-388 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
15140 15072 


219846340 
38321 
Ruminococ 
219846202 
40308 
ales; Glyc 
219846201 
40324 
ales; Glyc 
219846200 
rtial sequ 
e; 


219846197 
quence 

Actinomyce 
17 85 265679053 
al sequenc 
Leptospir 
265678713 
A, complet 


gi 


aetes; Spirochaetales; Leptospiraceae; 
507603 507519 9 93 gi 
p- torquens strain 30 16S ribosomal RN. 


bacterin 


Acti 


inomycet 


Actinomycet 


ref|NR_026211.1 


eae; Corynebact 
ref|NR_026173.1 
3491744 349320 
nomycetales; Co 


NR_026112.1 

3582883 358438 
Clostridiaceae; 
ref |NR_026092.1 
3607525 360892 
ales; Corynebac 


v 


ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026086.1 
66 3618027 Mycoba 
neba 


ref |NR_026073.1 
02 3637503 Mycoba 
nebacterineae; 


ref|NR_025930.1 
73 3833552 Rumino 
cus. 
ref|NR_025792.1 
56 4032350 Glyco: 
omycineae; Glyco 
ref|NR_025791.1 
01 4033899 Glyco 
omycineae; Glyco 
ref|NR_025790.1 
ence 403395 


ales; Glyco 


ref|NR_025787.1 
4038441 403994 
tales; Corynebac 


ref |NR_029361.1 
e 15032 16427 
a. 

ref 
e se 


NR_029018.1 
quence 


r 


t 


cterineae; M 


M 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 
e 


riaceae; 


Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Clostridium 
5 Clostridium 
Clostridium. 
Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium duvalii 
cterium duvalii 


ycobacteriaceae; 


Ruminococcus bromii 
coccus bromii Bacteria; 


Glycomyces algeriensis 


myces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


myces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


mycineae; 


Mycobacterium 
7 Mycobacterium 
terineae; 


Leptospira interrogans 
Leptospira interrogans 


Lactobacillus 
507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


472344 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; 


strain P 527/13 1 
Proteobacteria; 


strain CK55 16S r 
Firmicutes; Clost 


472344 Bacteria_16S 


strain 9A01 16S r 
Proteobacteria; 


litoralis strain 
Bacteria; Proteob 


472344 Bacteria_16S 


strain CIP 104663 
Proteobacteria; 


psychrophila stra 
Bacteria; 


G 
472344 Bacteria_16S 


G 
472344 Bacteria_16S 


G 
472344 Bacteria_16S 


G 
472344 Bacteria_16S 


Proteob 
472344 Bacteria_16S 


Lactobacillus. 
554807 554767 11 gt gi| 265678682 
6S ribosomal RNA, partial sequence 554659 55615 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
556349 556309 11 Si gi| 265678681 
6S ribosomal RNA, partial sequence 556201 55769 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
651822 651766 28 84 gi| 265678615 
ibosomal RNA, partial sequence 651676 65311 
ridia; Clostridiales; Clostridiaceae; Clostridiu 
746932 746892 11 51 gi| 265678548 
ibosomal RNA, partial sequence 746844 74816 
ammaproteobacteria; Pseudomonadales; Moraxellace 
934158 934110 55 103 gi| 265678422 
JS5 16S ribosomal RNA, partial sequence 93405 
acteria; Deltaproteobacteria; Bdellovibrionales; 
960492 960452 11 51 gi| 265678404 
16S ribosomal RNA, complete sequence 96032 
ammaproteobacteria; Pseudomonadales; Pseudomonad 
1088276 1088236 11 onl gi| 265678317 
in E-3 16S ribosomal RNA, partial sequence 10881 
acteria; Gammaproteobacteria; Pseudomonadales; P 
1256000 1255964 56 92 gi|219857144 


ref |NR_028987.1 


acea 
ref 


e; Pseudomon 
NR_028986.1 


acea 
ref 


e; Pseudomon 
NR_028920.1 


m. 
ref |NR_028852.1 
8 Acinetobacter 
ae; Acinetobacte 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref |NR_028706.1 
3 961843 Pseudo 
aceae; Pseudomon 
ref|NR_028619.1 
07 1089634 Pseudo 
seudomonadaceae; 
ref|NR_024772.1 


Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Acinetobacter gerneri 
gerneri Bacteria; 

ry 

Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 
Pseudomonas veronii 
monas veronii Bacteria; 
as. 

Pseudomonas 

monas psychrophila 
Pseudomonas. 
Corynebacterium 


efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


472344 Bacteria_16S 


strain LMG 2210 1 
Proteobacteria; G 


472344 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


472344 Bacteria_16S 


strain CMS 38 16S 
Proteobacteria; G 


472344 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; G 


472344 Bacteria_16S 


schindleri strain 
schindleri Bacter 


472344 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


472344 Bacteria_16S 


strain ATCC 51384 
Actinobacteria; A 


472344 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


472344 Bacteria_16S 


strain CFML 97-39 
Proteobacteria; G 


472344 Bacteria_16S 


strain CFML 97-51 
Bacteria; Proteob 


472344 Bacteria_16S 


pyridinivorans st 
pyridinivorans Ba 
Nocardiaceae; Rho 


472344 Bacteria_16S 


strain ATCC 4973 


Proteobacteria; G 


472344 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


472344 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


472344 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


472344 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


472344 Bacteria_16S 


resinovorans stra 
resinovorans Bact 
Pseudomonas. 


472344 Bacteria_16S 


strain DSM43338 
Actinobacteria; A 


472344 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


472344 Bacteria_16S 


restrictus strain 
restrictus Bacter 


472344 Bacteria_16S 


anguilliseptica s 
anguilliseptica B 
Pseudomonas. 


472344 Bacteria_16S 


1414700 1414660 11 Sil gi 
6S ribosomal RNA, part 
ammaproteobacteria; Pseudomonadales; P 
1640676 1640636 11 51 gi 
in CMS 64 16S ribosomal RNA, partial s 


eria; Proteobacteria; Gammaproteobacte 


1642238 1642198 11 51 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1643799 1643759 11 51 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1887610 1887570 11 51 gi 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
1960328 1960244 10 94 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
2135672 2135636 56 92 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2234104 2234064 11 51 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


gi 


2320904 2320864 11 5 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2322456 2322416 11 51 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2421130 2421094 56 92 gi 
rain PDB9 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
dococcus. 
2528381 2528341 11 51 gi 
16S ribosomal RNA, par 
ammaproteobacteria; Pseudomonadales; P 
2555135 2555095 11 51 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2579581 2579541 11 51 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2584286 2584246 11 51 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2596690 2596650 11 51 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2971009 2970969 11 Si gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


3473558 3473522 56 92 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Cory 
3628552 3628512 11 51 gi 

16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
3665256 3665220 56 92 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
78669 78630 11 50 gi 
train S 1 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 


141246 141159 10 97 gi 


224581448 


ial sequence 1414552 14160 


seudomonad 
219878449 
equence 

ria; Pseud 


219878448 


1642082 16435 


seudomonad 
219878447 


1643643 16451 


seudomonad 
219878273 
quence 
a; Pseudom 
219878221 
19601 
s. 
219857644 
21355 
nebacterin 
219857576 
sequence 
ia; Pseudo 
219857515 
23207 
seudomonad 
219857514 
23223 
nadales; P 
219857445 
equence 
ae; Actino 


v 


219857358 


tial sequence 2528225 25296 


seudomonad 
219857340 
25549 
nadales; P 
219857281 

25794 
seudomonad 
219857278 

25841 
nadales; P 
219857270 
25965 
nadales; P 
219846942 
sequence 
ria; Pseud 


219846593 
34734 
nebacterin 
219846486 
36283 
nadales; P 
219846461 
quence 

les; Pepto 
265679011 
equence 
cteria; 


Ps 


265678968 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 


ref|NR_027230.1 
aceae; Pseudomon 
ref|NR_025588.1 

1640520 164203 
omonadales; Pseu 
ref|NR_025587.1 
acea 
ref 


e; Pseudomon 
NR_025586.1 


aceae; Pseudomon 
ref|NR_025412.1 

1887472 188893 
onadales; Moraxe 
ref|NR_025360.1 
67 1961603 Vagoco 


ref |NR_025233.1 
74 2137022 Mycoba 
eae; Mycobacteri 
ref|NR_025164.1 

2233956 223544 
monadales; Pseud 


ref|NR_025103.1 
64 2322265 Pseudo 
aceae; Pseudomon 
ref|NR_025102.1 
16 2323816 Pseudo: 
seudomonadaceae; 
ref|NR_025033.1 
2421026 242250 
mycetales; Coryn 
ref|NR_024946.1 
aceae; Pseudomon 
ref|NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_026534.1 

2970861 297232 
omonadales; Pseu 


ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_026078.1 
74 3629910 Pseudo 
seudomonadaceae; 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref |NR_029319.1 

78587 79994 


eudomonadales; P 


ref |NR_029276.1 
141109 142543 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 

Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Acinetobacter 

7 Acinetobacter 

llaceae; Acinetobacter. 
Vagococcus fessus 

ccus fessus Bacteria; 


Mycobacterium brumae 
cterium brumae Bacteria; 
aceae; Mycobacterium. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas brenneri 
monas brenneri Bacteria; 
as. 
Pseudomonas grimontii 
monas grimontii 
Pseudomonas. 
Rhodococcus 
2 Rhodococcus 
ebacterineae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 

Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 

Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 
e; Rhodococcus. 

Pseudomonas aeruginosa 
monas aeruginosa 

Pseudomonas. 

Dehalobacter 
8 Dehalobacter 
obacter. 

Pseudomonas 

Pseudomonas 
seudomonadaceae; 


Desulfuromusa 
Desulfuromusa 


succinoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 


Desulfuromusa. 
472344 Bacteria_16S 
aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 

472344 Bacteria_16S 
strain YIM90005 1 


551761 551730 62 93 


773725 773686 54 93 


472344 Bacteria_16S 
strain S1 16S rib 


836538 836507 54 
osomal RNA, partial sequence 


85 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


472344 Bacteria_16S 845743 845660 10 
strain 19 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridi 
472344 Bacteria_16S 1147224 1147193 54 85 


93 


strain IMMIB R-1434 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


472344 Bacteria_16S 
strain 13.4 16S r 


1245564 1245525 54 93 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


472344 Bacteria_16S 
strain CDC 941078 
Bacteria; Actinob 
Mycobacterium. 
472344 Bacteria_16S 
strain YIM 90001 


1249998 1249967 62 93 


2149289 2149250 54 93 


472344 Bacteria_16S 
strain 3CB-1 16S 
Proteobacteria; B 
472344 Bacteria_16S 
strain Z 16S ribo 
Clostridia; Clostridiales; Clostridiaceae; 
472344 Bacteria_16S 2568903 2568860 41 84 

frigidicarnis strain SPL77A 16S ribosomal RNA, p 
frigidicarnis Bacteria; Firmicutes; Clostridia; 

472344 Bacteria_16S 2610501 2610462 54 93 

strain DSM 43194 


2497975 2497936 11 50 
ribosomal RNA, partial sequence 


2514764 2514689 9 84 


472344 Bacteria_16S 
strain IFM 10088 


2687799 2687768 54 85 


472344 Bacteria_16S 
strain 10.268-1 1 


2984736 2984705 54 85 


472344 Bacteria_16S 
mechernichensis s 
mechernichensis Bacteria; 
472344 Bacteria_16S 
strain DSM 20032 


3060784 3060745 11 50 
Proteobacteria; 


3453785 3453746 54 93 


472344 Bacteria_16S 3493380 3493345 58 93 
municipale strain DSM 44069 16S ribosomal RNA, p 
municipale Bacteria; Actinobacteria; Actinobacte 
Pseudonocardiaceae; Thermocrispum. 
472344 Bacteria_16S 3522082 3522043 11 
strain DSM 6984 1 
Proteobacteria; B 
472344 Bacteria_16S 
strain Karp 16S r 


50 


3934346 3934319 65 92 
ibosomal RNA, partial sequence 


472344 Bacteria_16S 
aminovalericum st 
aminovalericum Bacteria; 
472344 Bacteria_16S 


188496 188422 10 84 
Firmicutes; Clostridia; 
276968 276886 10 92 
strain Ben 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycop 
472344 Bacteria_16S 290532 290502 59 89 
strain Kol5a 16S ribosomal RNA, partial sequence 
Aquificae; Aquificales; Aquificaceae; Aquifex. 


gi 


613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


gi 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


gi 
83 


gi 
84 
aceae; 


gi 
gi 
12 


gi 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


gi 
24 


etaproteobacteria; Rhodocyclales; Rhod 


gi 


somal RNA, partial sequence 2514611 2516064 Calor 
Caloramator. 


gi 
artial 


Clostri 


gi 


16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


gi 


16S ribosomal RNA, partial sequence 2687699 26891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


gi 


train TL1 16S ribosomal RNA, partial s 
Betaproteobac 


gi 


16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi 
artial 
ridae; 


gi 


6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhod 


gi 


3934247 39357 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


gi 


rain DSM 1283 16S ribosomal RNA, parti 
Clostr 


gi 


276812 27827 


lasma. 
gi 


265678684 
e 55170 
ales; 


265678530 


265678488 
6449 83791 


265678482 
5553 84708 
Clostridiu 
253680758 

11471 
nebacterin 
219857484 
45479 12468 
donocardin 
219857412 
12499 
Cory 


ales; 


219857635 


donocardin 
219857384 
97830 24993 
ocyclaceae 
219857367 


219857288 
sequence 

diales; Cl 
219857258 


donocardin 
219857197 


nebacterin 
219846933 


nebacterin 
219846881 
equence 

teria; Rho 
219846607 


oc 
219846580 
sequence 
Actinomyce 


219846561 


ocyclaceae 
219846270 


kettsiacea 
265678937 
al sequenc 
idiales; C 
265678875 


265678866 


Cory 


donocardin 


nebacterin 


occineae; 


ref |NR_028989.1 
3 553077 Coryne 
nebacterineae; C 
ref |NR_028834.1 


Pseudonocar 
NR_028791.1 


eae; 
ref 


Nocardiacea 
NR_028785.1 


eae; 
ref 


m. 
ref|NR_028006.1 
15 1148603 Nocard 
eae; Nocardiacea 
ref|NR_025072.1 
80 Amycolatopsis 
eae; Pseudonocar 
ref|NR_025000.1 
18 1251238 Mycoba 
nebacterineae; M 
ref |NR_025224.1 
Pseudonocar 
NR_024972.1 


eae; 
ref 
; Th 
ref 
amat 


auera. 
NR_024955.1 
or coolhaasi 


ref|NR_024919.1 

2568768 257024 
ostridiaceae; Cl 
ref |NR_024889.1 


Pseudonocar 
NR_024825.1 


eae; 
ref 


Nocardiacea 
NR_026525.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_026473.1 

3060645 306213 
docyclales; Rhod 
ref|NR_026199.1 


; Micrococcacea 
ref |NR_026172.1 

3493260 349458 
tales; Pseudonoc 


ref |NR_026153.1 


¢ Th 
ref 


auera. 
NR_025860.1 


e; Rickettsieae; 


ref |NR_029245.1 
e 188349 189802 
lostridiaceae; C 
ref|NR_029181.1 


ref 


Corynebacterium 
bacterium aquilae 
orynebacteriaceae; 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Nocardia fluminea 


0 Nocardia fluminea Bacteria; 


e; Nocardia. 
Clostridium scindens 


1 Clostridium scindens Bacteria; 


Nocardia ignorata 
ia ignorata Bacteria; 
e; Nocardia. 

Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Mycobacterium kubicae 
cterium kubicae 
ycobacteriaceae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Clostridium 
8 Clostridium 
ostridium. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 

Thauera 

5 Thauera 
ocyclaceae; Thauera. 
Kocuria kristinae 


36 Kocuria kristinae Bacteria; 
e: 


Kocuria. 
Thermocrispum 
8 Thermocrispum 
ardineae; 


’ 


Thauera aromatica 


32 Thauera aromatica Bacteria; 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 


Orientia. 

Clostridium 
Clostridium 
lostridium. 

Mycoplasma feliminutum 


0 Mycoplasma feliminutum Bacteria; 


NR_029172.1 


Aquifex pyrophilus 


290399 291962 Aquifex pyrophilus Bacteria; 


472344 Bacteria_16S 


strain ATCC 27760 
Bacteria; Firmicu 


472344 Bacteria_16S 


strain AIP 354.02 
Firmicutes; Clost 


472344 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


472344 Bacteria_16S 


strain M343/98/2 


hydrothermale str 
hydrothermale Bac 
Desulfacinum. 


472344 Bacteria_16S 


salivarius strain 
salivarius Bacter 


472344 Bacteria_16S 


strain BT-H1 16S 
Firmicutes; Clost 


472344 Bacteria_16S 


strain Y9 16S rib 


strain IFM 10035 


308910 308832 6 84 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Rumino 
393712 393682 54 84 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
473713 473675 56 94 gi 
rain JLB-1 16S ribosomal RNA, partial 
cteria; Firmicutes; Lactobacillales; E 
672943 672905 56 94 gi 


883335 883253 15 97 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


932578 932540 55 93 gi 

HO 66 16S ribosomal RNA, complete seq 
ia; Firmicutes; Lactobacillales; Lacto 
938815 938733 10 92 gi 
ribosomal RNA, complete sequence 
ridia; Clostridiales; Heliobacteriacea 
963512 963482 55 85 gi 
osomal RNA, partial sequence 
1038440 1038410 55 


85 gi 


1041487 1041457 55 85 gi 


265678854 
30877 
coccaceae; 
265678792 
39362 
Oribacter 
265678735 
sequence 
nterococca 
265678600 


16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
472344 Bacteria_16S 


nomycineae 
265678455 
equence 

eria; Synt 


265678423 
uence 
bacillacea 

265678419 


938639 94015 


e; Heliore 
265678402 


963457 96488 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


nebacterin 
265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


nebacterin 
265678350 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


1052178 1052148 55 85 gi 


nebacterin 
265678342 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


472344 Bacteria_16S 


cellulovorans str 
cellulovorans 743 


472344 Bacteria_16S 


strain ATCC 35185 
Bacteria; Firmicu 


472344 Bacteria_16S 


strain LMG 21727 
Firmicutes; Lacto 


472344 Bacteria_16S 


strain R2014 16S 
Actinobacteria; A 


472344 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; R 


472344 Bacteria_16S 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


472344 Bacteria_16S 


strain IMMIB D-15 
Actinobacteria; A 


472344 Bacteria_16S 


strain MT-1077 16 
Firmicutes; Lacto 


472344 Bacteria_16S 


strain IH25 16S r 
Firmicutes; Lacto 


472344 Bacteria_16S 


strain AS4.1521 1 
Actinobacteria; A 


472344 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


1219768 1219686 11 93 gi 
bacillales; Carnobacteriaceae; Allofus 
1356146 1356072 10 84 gi 
ain 743B 16S ribosomal RNA, partial se 
B Bacteria; Firmicutes; Clostridia; Cl 
1523854 1523828 68 94 gi 
16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 
1587400 1587362 56 94 gi 


bacillales; Enterococcaceae; Enterococ 
1668222 1668184 56 94 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1704832 1704806 59 85 gi 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
2223368 2223294 15 89 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
i. 

2382843 2382813 55 85 gi 
92 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2404106 2404052 39 93 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
2419581 2419543 55 93 gi 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 
2437620 2437590 55 


85 gi 


ctinobacteridae; Actinomycetales; Cory 


nebacterin 
219878362 


6S ribosomal RNA, partial sequence 1219617 12211 


tis. 
228720131 
quence 
ostridiale 
219857527 
15237 
nellaceae; 
219878486 


16S ribosomal RNA, partial sequence 1587284 15887 


cus. 
219878429 


1668114 16695 
mycineae; 


no: 
219878404 


1704738 17061 


rmoleophil 
219857583 
ence 22232 
teriales; 


219857471 
23827 
nebacterin 
219857457 


2403965 24054 


illus. 
219857446 


2419471 24209 


219857429 


6S ribosomal RNA, partial sequence 2437523 24389 


nebacterin 
219857207 


2672765 2672711 39 93 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; 


e sequence 


Lactobacillaceae; 


ref|NR_029160.1 
4 310144 Rumino 
Ruminococcus. 
ref |NR_029097.1 
6 394999 Oribac 
ium. 
ref |NR_029040.1 

473588 475066 
ceae; Enterococc 
ref|NR_028905.1 
; Actinomycetace 
ref|NR_028757.1 

883190 884650 
rophobacterales; 
ref|NR_028725.1 

932436 934005 
e; Lactobacillu 
ref|NR_028721.1 


stis 
ref 


NR_028704.1 


Nocardiacea 
NR_028654.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028644.1 


eae; 
ref 


Nocardiacea 
NR_025501.1 


eae; 
ref 


ref|NR_027589.1 
1356004 135748 
s; Clostridiacea 
ref|NR_025115.1 
42 1525238 Seleno 
Selenomonas. 
ref|NR_025625.1 
92 Enterococcus 
ref|NR_025568.1 
7; Ac 
ref 


tinomycetace 
NR_025543.1 


aceae; Thermoleo 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref|NR_025045.1 
86 Lactobacillus 


ref |NR_025034.1 


ref|NR_025017.1 


eae; Nocardiacea 
ref|NR_024835.1 


n 


Ruminococcus callidus 
coccus callidus 


Oribacterium sinus 
terium sinus Bacteria; 


Enterococcus 
Enterococcus 

us. 
Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


ae; Actinomyces. 
Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Lactobacillus 
Lactobacillus 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Allofustis seminis 


16 Allofustis seminis Bacteria; 


Clostridium 
9 Clostridium 
e; Clostridium. 
Selenomonas sputigena 
monas sputigena 


Enterococcus italicus 


italicus Bacteria; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Thermodesulfatator 
desulfatator indicus DSM 
teriaceae; 


Nocardia abscessus 
ia abscessus Bacteria; 
e; Nocardia. 
Lactobacillus kimchii 
kimchii Bacteria; 


Leuconostoc kimchii 


75 Leuconostoc kimchii Bacteria; 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 
Lactobacillus 


2672606 267416 
Lactobaci 


4 Lactobacillus 
llus. 


472344 Bacteria_16S 


strain MS1-3 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 
caldilitoris strain IBSK3 16S ribosomal RNA, partial se 
caldilitoris Bacteria; Aquificae; Aquificales; Aquifica 
472344 Bacteria_16S 
yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Noc 


472344 Bacteria_16S 
strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; 


strain IAM 14851 


Clost 
472344 Bacteria_16S 


2677299 2677269 55 85 
ribosomal RNA, partial sequence 


gi 


2689271 2689241 59 89 


gi 


2719271 2719241 55 85 


gi 
al 


ardia. 


2833573 2833543 55 85 


gi 


2887584 2887554 54 84 gi 


ridia; Clostridiales; Eubacteriaceae; 
2901185 2901147 56 94 gi 


ne 


ae 


ne 


Eu 


219857204 
2677198 26786 
bacterin 
219857196 
qu 
ce 


ence 
ae; 


, 


219856901 
28334 
bacterin 
219856864 
6S ribosomal RNA, partial sequence 2887459 28889 
bacteriu 
219856855 
16S ribosomal RNA, partial sequence 2901061 29025 


Hydr 
219857175 
sequenc 

Actino: 


ref |NR_024832.1| Nocardia takedensis 
45 Nocardia takedensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024824.1| Hydrogenivirga 
2689164 2690655 Hydrogenivirga 
ogenivirga. 
ref |NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


Nocardia 
4 Nocardia 
ebacterineae; 


Nocardia vinacea 
ia vinacea Bacteria; 


ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiaceae; Nocardia. 
ref|NR_024683.1| Eubacterium multiforme 
29 Eubacterium multiforme Bacteria; 
m. 
ref|NR_024674.1| Leucobacter albus 
46 Leucobacter albus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
472344 Bacteria_16S 3034851 3034777 10 84 gi|219846899|ref|NR_026491.1| Clostridium disporicum 
strain DS1 16S ribosomal RNA, partial sequence 3034695 3036166 Clostridium disporicum Bacteria; 


Firmicutes; 


multipotens strai 
Bacteria; 


propionica strain 
Bacteria; Proteob 


472344 Bacteria_16S 


kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 


472344 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


472344 Bacteria_16S 
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472344 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


472344 Bacteria_16S 
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Actinomyces. 


472344 Bacteria_16S 


strain B 16S ribo 
Clostridia; Clost 


472344 Bacteria_16S 
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Bacteria; Proteob 


472344 Bacteria_16S 


strain DSM 1785 1 
Firmicutes; Clost 


472344 Bacteria_16S 
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472344 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


472344 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; Clost 


472344 Bacteria_16S 


strain AS 4.1860 


cyanea strain NA1 


Clost 
472344 Bacteria_16S 


Proteob 
472344 Bacteria_16S 


ridia; Clostridiales; Clostridiaceae; Cl 
3078597 3078515 15 97 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3080173 3080091 15 97 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3081749 3081667 15 97 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


el 


ce 
el 


er 


3089288 3089214 11 85 gi 
ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3120753 3120719 55 89 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3122300 3122266 55 89 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3223806 3223768 56 94 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


rm 


11 


en 
ur 


al 


3301096 3301022 10 84 gi 
ridiales; Blautia. 

3416520 3416482 56 94 gi 
rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3436947 3436907 11 51 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
3500807 3500733 10 84 gi 


ti 
ae 


en 
na 


ridia; Clostridiales; Clostridiaceae; Cl 
3529679 3529605 10 84 gi 
train DSM 5847 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
3587670 3587588 15 97 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 


4024844 4024770 10 84 gi 


ia 
ri 


nc 
el 


ridia; Clostridiales; Clostridiaceae; Cl 


4074698 4074668 55 85 gi 


102 73 64 93 gi 
34 16S ribosomal RNA, partial sequence 


en 


ia 


lales; 


219846868 
30800 


lales; 


219846867 
eq 


uence 
ia; 


219846862 
1 sequen 
obacteri 
219846841 
eq 


uence 
aceae; 


219846840 
ce 31221 
inibacil 
219846771 
32236 
Acti 


es; 


219846720 
somal RNA, partial sequence 3300930 3302411 Blaut 


219846633 
al seque 
Actino: 


v 


219846618 
ce 34368 


dales; 


219846575 
6S ribosomal RNA, partial sequence 3500724 35020 
ostridiu 
219846556 
1 sequen 


diales; 


219846517 
35875 


e 
lales; 


219846206 
6S ribosomal RNA, partial sequence 4024698 40261 
ostridiu 
219846169 
16S ribosomal RNA, partial sequence 4074613 40760 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
472344 Bacteria_16S 


nebacterin 
265679063 


1 


ostridiu 
219846869 
ce 30784 


Desu 


m. 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


D 


D 


Granulicatella 
3 Granulicatella 
tella. 

Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


ref|NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026433.1 

3120644 312214 
Aneurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026363.1 
89 3225098 Actino 
nomycineae; Acti 


Blautia schinkii 
eria; Firmicutes; 


ref 
ias 


NR_026312.1 
chinkii Bact 


ref 
nce 
myce 


NR_026225.1 
341641 
Actin 


Actinomyces 
6 3417841 Actinomyces 
tales; omycineae; 
ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Acinetobacter. 
ref|NR_026167.1| Clostridium celatum 
49 Clostridium celatum Bacteria; 
m. 
ref|NR_026148.1 
ce 3529546 353100 
Clostridiaceae; 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; Desulfurella. 
ref|NR_025796.1| Clostridium jejuense 
32 Clostridium jejuense Bacteria; 
m. 
ref|NR_025759.1| Nocardia xishanensis 
23 Nocardia xishanensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_029371.1| Saccharomonospora 
1489 Saccharomonospora cyanea 


Acinetobacter 
obacter radioresistens 
M 


Clostridium 

6 Clostridium 
Clostridium. 
Desulfurella 
urella acetivorans 
D 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 


472344 Bacteria_16S 1641 1612 64 93 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

472344 Bacteria_16S 16616 16579 56 93 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 25873 25844 55 84 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 69790 69713 15 92 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

472344 Bacteria_16S 93797 93760 56 93 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 126036 125999 56 93 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
472344 Bacteria_16S 153308 153279 55 84 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 
strain V 5-2 16S ribosomal RNA, partial sequence 153188 154677 Oxobacter pfennigii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

472344 Bacteria_16S 162430 162393 56 93 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

472344 Bacteria_16S 164018 163981 56 93 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 210032 210003 55 84 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 220760 220731 64 93 gi| 265678915 |ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

472344 Bacteria_16S 226752 226723 64 93 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

472344 Bacteria_16S 245289 245260 56 85 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

472344 Bacteria_16S 261715 261674 56 97 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

472344 Bacteria_16S 304179 304134 39 84 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

472344 Bacteria_16S 320820 320791 55 84 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

472344 Bacteria_16S 333324 333287 56 93 gi| 265678838 |ref|NR_029143.1| Mycobacterium celatum 
strain ATCC 51131 16S ribosomal RNA, partial sequence 333245 334704 Mycobacterium celatum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

472344 Bacteria_16S 419911 419874 56 93 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

472344 Bacteria_16S 437038 437009 64 93 gi|265678763|ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

472344 Bacteria_16S 449282 449253 56 85 gi|265678755|ref|NR_029060.1| Saccharothrix 


xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 


Saccharothrix. 


472344 Bacteria_16S 459962 459933 64 93 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

472344 Bacteria_16S 475249 475212 56 93 gi| 265678734 |ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 481338 481297 11 52 gi|265678730|ref|NR_029035.1| Quatrionicoccus 
australiensis strain Ben 117 16S ribosomal RNA, partial sequence 481171 482647 Quatrionicoccus 
australiensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Quatrionicoccus. 

472344 Bacteria_16S 539491 539442 43 92 gi|265678692|ref|NR_028997.1| Subdoligranulum 
variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

472344 Bacteria_16S 544029 544000 56 85 gi| 265678689 |ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

472344 Bacteria_16S 566978 566949 56 85 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

472344 Bacteria_16S 568501 568464 56 93 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
472344 Bacteria_16S 595525 595488 56 93 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

472344 Bacteria_16S 624326 624297 64 93 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
472344 Bacteria_16S 707318 707281 56 93 gi| 265678577 |ref|NR_028882.1| Luteococcus peritonei 
strain 216 16S ribosomal RNA, partial sequence 707255 708617 Luteococcus peritonei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

472344 Bacteria_16S 810585 810556 64 93 gi| 265678505 |ref|NR_028808.1| Mycobacterium 
montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 811984 Mycobacterium 
montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

472344 Bacteria_16S 854528 854491 56 93 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

472344 Bacteria_16S 860735 860706 64 93 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
472344 Bacteria_16S 877241 877212 56 85 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


strain AS4.0578 1 


Lentzea. 


472344 Bacteria_ 


koreensis strain 


Bacteria; Actinob 


Catellatospora. 
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16S 880248 880219 56 85 gi 
37 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


16S 881750 881713 56 93 gi 
LM042 16S ribosomal RNA, partial seque 
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Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
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88012 
ales; Pseu 
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88163 


eae; Actinosynne 
ref |NR_028760.1 
9 881579 Lentze 
donocardineae; 


ref|NR_028758.1 
0 883139 Catell 


3 Lentzea flaviverrucosa Bacteria; 


mataceae; Lentzea. 
Lentzea californiensis 
a californiensis 


Actinosynnemataceae; 


Catellatospora 
atospora koreensis 


acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
16S 912451 912422 56 85 gi| 265678436 |ref|NR_028738.1| Lechevalieria 

train NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

ae; Lechevalieria. 

16S 914009 913980 56 85 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


472344 Bacteria_ 
tukisamuensis str 
tukisamuensis Bac 
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Rho 
472344 Bacteria_16S 
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Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
16S 1074723 1074694 56 85 gi| 265678327 |ref|NR_028629.1 
ain Mb8 16S ribosomal RNA, partial sequence 1074605 107593 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
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ribosomal RNA, partial sequence 1080469 10819 

lales; Bacillaceae; Bacillus. 

1097235 1097198 56 93 gi|265678311|ref|NR_028613.1 


scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 


Rhodococcus 
5 Rhodococcus 


bacterineae; 


Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


1097121 109859 


Streptomyces 
9 Streptomyces 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


472344 Bacteria_16S 


sanguinis strain 
Bacteria; Actinob 
Brevibacterium. 


472344 Bacteria_16S 


DSM 4359 16S ribo 
Thermotogae; Ther 
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strain CBS 107.95 
Bacteria; Actinob 


472344 Bacteria_16S 


strain UR/MT95 16 


Streptomyces. 

1132082 1132045 56 93 gi 
CF63 16S ribosomal RNA, partial sequen 
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S ribosomal RNA, partial sequence 
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NR_028016.1 
55 1133449 Brevi 
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Vv 


Streptomycineae; 


Brevibacterium 
acterium sanguinis 
ibacteriaceae; 


somal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 
motogales; Thermotogaceae; Thermotoga. 
1261941 1261912 64 93 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 
16S ribosomal RNA, partial sequence 1261851 1263306 Dietzia natronolimnaea 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 
1266598 1266557 11 52 gi|219846423|ref|NR_026014.1| Massilia timonae 


23 Massilia timonae Bacteria; 


Thermotoga neapolitana 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

472344 Bacteria_16S 1314774 1314745 55 84 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

472344 Bacteria_16S 1325587 1325558 56 85 gi| 219846136 NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

472344 Bacteria_16S 1328539 1328514 68 93 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 


Bacteria; Firmicu 


472344 Bacteria_16S 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


472344 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


472344 Bacteria_16S 


glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 


472344 Bacteria_16S 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
472344 Bacteria_16S 1450010 1449973 56 93 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

472344 Bacteria_16S 1520765 1520736 56 85 gi|219857610|ref|NR_025199.1| Nocardia 
pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequence 1520665 1522156 Nocardia 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

472344 Bacteria_16S 1535983 1535954 56 85 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

472344 Bacteria_16S 1537545 1537516 56 85 gi|219857377|ref|NR_024965.1| Saccharothrix 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 1538935 Saccharothrix 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

472344 Bacteria_16S 1563060 1563031 64 93 gi|219846103|ref|NR_025693.1| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

472344 Bacteria_16S 1573632 1573603 56 85 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 
strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 
472344 Bacteria_16S 1575157 1575128 56 85 gi|219856867|ref|NR_024686.1| Lentzea waywayandensis 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
472344 Bacteria_16S 1602882 1602845 56 93 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

472344 Bacteria_16S 1672703 1672674 64 93 gi|219878426|ref|NR_025565.1] Amycolatopsis 
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ce 
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6S ribosomal RNA, partial sequence 1333148 13346 


228717274 


224581447 
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NR_027229.1 


93 1417582 Sacch 
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37 Lentzea violacea Bacteria; 


t 
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Methylocella 
hylocella. 
Saccharomonospora 
romonospora glauca 


seudonocardiaceae; 


Lentzea violacea 


vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 1674076 Amycolatopsis 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


Beutenbergia cavernae 
cavernae DSM 12333 


ocella silvestris BL2 


472344 Bacteria_16S 1674226 1674197 64 93 gi| 219878425 |ref|NR_025564.1| Amycolatopsis 
balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 1674127 1675575 Amycolatopsis 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

472344 Bacteria_16S 1681837 1681800 56 93 gi|219878420|ref|NR_025559.1| Actinomyces oricola 
strain R5292 16S ribosomal RNA, partial sequence 1681727 1683234 Actinomyces oricola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
472344 Bacteria_16S 1706361 1706332 55 84 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 1779215 1779186 55 84 gi|219878350|ref|NR_025489.1| Paenibacillus 
agarexedens strain DSM 1327 16S ribosomal RNA, partial sequence 1779107 1780619 Paenibacillus 
agarexedens Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

472344 Bacteria_16S 1843301 1843264 56 93 gi|219878306|ref|NR_025445.1| Isobaculum melis 
strain M577-94 16S ribosomal RNA, partial sequence 1843183 1844697 Isobaculum melis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Isobaculum. 

472344 Bacteria_16S 1853842 1853797 39 84 gi| 219878298 |ref|NR_025437.1| Globicatella 
sulfidifaciens strain CCUG 44365 16S ribosomal RNA, partial sequence 1853726 1855215 Globicatella 
sulfidifaciens Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Globicatella. 

472344 Bacteria_16S 1873651 1873614 56 93 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

472344 Bacteria_16S 1906961 1906924 56 93 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
472344 Bacteria_16S 1925287 1925258 64 93 gi|219878244|ref|NR_025383.1]| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

472344 Bacteria_16S 1931474 1931437 56 93 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

472344 Bacteria_16S 1940407 1940378 55 84 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

472344 Bacteria_16S 1943567 1943522 39 84 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 
strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 1954207 1954170 56 93 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

472344 Bacteria_16S 1958734 1958697 56 93 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 2048897 2048820 15 92 gi 
burkinensis strain DSM 6283 16S ribosomal RNA, partial 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridi 
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propionicum strain DSM 43307 16S ribosomal RNA, partial 
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Propionibacteriaceae; Propionibacterium. 
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472344 Bacteria_16S 2746243 2746214 56 85 gi|219857156|ref|NR_024784.1 
baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 2746146 274749 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
Nocardiaceae; Rhodococcus. 
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Lactobacillus 
8 Lactobacillus 
s. 
Rhodococcus 
6 2987629 Rhodococcus 
nebacterineae; 


Hydrogenobacter 
2 Hydrogenobacter 


Anaerobacter 
8 Anaerobacter 


Anaerobacter. 


Clostridium 

6 Clostridium 
stridium. 
Malonomonas rubra 


42 Malonomonas rubra Bacteria; 
monas. 


Hyphomicrobium 

1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 

6 Hyphomicrobium 
obiaceae; 


Lactobacillus kunkeei 
kunkeei Bacteria; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 


riaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Janthinobacterium 
nobacterium lividum 
Janthinobacterium. 
Janthinobacterium 
8 Janthinobacterium 
alobacteraceae; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Caloramator 

4 3366453 Caloramator 
Caloramator. 
Meiothermus 

4 3390664 Meiothermus 
eiothermus. 


ref|NR_026241.1 


Brevibacterium iodinum 


strain DSM 2062 16S ribosomal RNA, partial sequence 3393663 3395147 Brevibacterium iodinum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 


472344 Bacteria_16S 
strain NCTC 10951 


472344 Bacteria_16S 


strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 34473 
Clostridiaceae; 


Firmicutes; 
472344 Bacteria_16S 
strain DSM 43205 


472344 Bacteria_16S 


strain DSM 4954 16S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


472344 Bacteria_16S 


marinonascens strain DSM 43752 16S ribosomal RNA, partial 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


Nocardiaceae; 
472344 Bacteria_16S 


strain 6843 DSM 16S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


472344 Bacteria_16S 


denticolens strain NCTC 11490 16S ribosomal RNA, partial 
denticolens Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


Actinomycetaceae; 
472344 Bacteria_16S 
strain DSM 20425 


472344 Bacteria_16S 


Clostridia; 


3412102 3412065 56 


3446043 3445998 39 


Clostridiales; 


3472023 3471994 56 


3475081 3475052 56 


3476608 3476579 56 


3478142 3478105 56 


3479585 3479548 56 


3502205 3502168 56 


3523540 3523511 64 


93 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


84 


85 


85 


85 


93 


93 


93 


93 


gi| 219846636 


gi|219846612 


gi|219846594 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi|219846592 


gi|219846591 


gi|219846590 


gi| 219846589 


gi|219846574 


16S ribosomal RNA, partial sequence 3502100 35035 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 


gi|219846560 


gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 


gregorii Bacteria; 
Pseudonocardiaceae; 
472344 Bacteria_16S 


DSM 316 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridia; 
472344 Bacteria_16S 
strain 234/92 16S 


Actinobacteria; Actinobacteridae; 


472344 Bacteria_16S 


strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 35936 
Clostridiaceae; 


Firmicutes; 
472344 Bacteria_16S 


Clostridiales; 


Clostridia; 


3531210 3531133 7 


3570956 3570919 56 


3592293 3592264 55 


Clostridiales; 
3623818 3623789 64 


84 


Sarcina. 
93 


ribosomal RNA, partial sequence 
Bifidobacteriales; 


84 


93 


strain 3015 16S ribosomal RNA, partial sequence 


472344 Bacteria_16S 
strain ATCC 35799 


Mycobacterium. 
472344 Bacteria_16S 


sporothermodurans strain M215 16S ribosomal RNA, partial 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3625351 3625322 64 


3722594 3722565 55 


93 


complete sequence 


84 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharopolyspora. 


gi|219846555 


3531057 3532455 Sarcina maxima Bacter 


gi|219846528 


3570843 35723 


Turicella. 
gi|219846513 


gi|219846489 


3623734 3625217 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


gi| 219846488 


gi|219846419 


sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; 


472344 Bacteria_16S 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrog 


3956393 3956340 39 


92 


gi|219846254 


Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 


472344 Bacteria_16S 
strain IAM 12670 


472344 Bacteria_16S 
strain JC1078 16S 


472344 Bacteria_16S 


violaceinigra strain YIM 31327 16S ribosomal RNA, partial 
violaceinigra Bacteria; 


472344 Bacteria_16S 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
472344 Bacteria_16S 


permense strain VKM Ac-2280 16S ribosomal RNA, partial 


permense Bacteria; 
Brevibacterium. 
472344 Bacteria_16S 


3972833 3972792 11 


4053555 4053518 56 


4059619 4059578 11 


Proteobacteria; 
4062581 4062552 64 


4112528 4112491 56 


4120080 4120043 56 


52 


93 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


52 


Betaproteobacteria; 


93 


93 


93 


gi|219846243 


16S ribosomal RNA, partial sequence 3972687 39741 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 


gi|219846184 


4053509 4054929 Serinicoccus 


gi|219846180 


gi|219846177 


complete sequence 4062487 406399 
Actinomycetales; 


219846142 
sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846137 


34120 


sequence 3476498 347797 
Actinomycetales; Corynebacterineae; 


sequence 
Actinomycetales; 


3625268 3626729 Mycoba 
Corynebacterineae; Mycobacteriaceae; 


sequence 


sequence 4059499 406093 
Burkholderiales; 


ref|NR_026228.1 


ref |NR_026204.1 
ref|NR_026186.1 
ref 


NR_026184.1 


ref|NR_026183.1 


ref |NR_026182.1 


NR_026181.1 
3479494 348091 


ref|NR_026166.1 


3523483 352488 
ref 


NR_026147.1 


ref |NR_026120.1 


ref |NR_026105.1 


ref|NR_026081.1 
Mycobacteri 


ref |NR_026080.1 


ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_025844.1 


ref |NR_025833.1 
Duganella. 
ref|NR_025774.1 
Intrasporangia 
ref|NR_025770.1 


Oxal 


ref|NR_025767.1 


Coryneba 
ref|NR_025732.1 


4112427 411388 
Micrococcin 


Actinomyces viscosus 


06 3413422 Actinomyces viscosus Bacteria; 
Actinomycetaceae; Actinomyces. 


Clostridium viride 


86 Clostridium viride Bacteria; 
Clostridium. 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Rhodococcus 
1 Rhodococcus 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
Actinomycetaceae; Actinomyces. 


Actinomyces 
5 Actinomyces 


Actinomycineae; 


Brevibacterium linens 


72 Brevibacterium linens Bacteria; 


eae; Brevibacterium. 
Saccharopolyspora 
4 Saccharopolyspora 


Pseudonocardineae; 


Sarcina maxima strain 
ia; Firmicutes; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 
Clostridium. 


Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 


Bacillus 
9 Bacillus 


Hydrogenobaculum 
enobaculum acidophilum 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Duganella 

7 Duganella 
obacteraceae; Duganella. 
Mycobacterium 

2 Mycobacterium 
cterineae; 


Brevibacterium 
5 Brevibacterium 
eae; Brevibacteriaceae; 


ref|NR_025727.1 


Brevibacterium celere 


strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 


472344 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


472344 Bacteria_16S 
algeriensis strain SA 233 16S ribosomal RNA, partial se 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnematace 


4132267 4132238 55 84 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Halobacillus. 
4210259 4210230 56 85 


gi 


gi 


ae; Saccharothrix. 


219846125 
4132144 41336 


219846068 
quence 
Actinomycetales; 


ref|NR_025715.1 


ref |NR_025658.1 
4210162 421159 


Halobacillus locisalis 


65 Halobacillus locisalis Bacteria; 


Saccharothrix 
0 Saccharothrix 


Pseudonocardineae; 


472344 Bacteria_16S 4233051 4233014 56 93 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
472344 Bacteria_16S 48470 48434 56 92 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856  Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
472344 Bacteria_16S 65265 65229 56 92 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 


cellulans strain 
cellulans Bacteri 


strain CE40 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 


gerencseriae stra 
gerencseriae Bact 
Actinomycetaceae; 


472344 Bacteria_16S 


strain 27 16S rib 


Actinobacteria; Actinobacteridae; Actinomycetales; 
472344 Bacteria_16S 


strain ST26 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 


472344 Bacteria_16S 139707 139671 56 92 gi| 265678969 |ref|NR_029277.1 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
472344 Bacteria_16S 144209 144173 56 92 gi|265678966|ref|NR_029274.1 
strain 55134 16S ribosomal RNA, partial sequence 144082 14559 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; 
472344 Bacteria_16S 150207 150179 56 84 gi| 265678962 |ref|NR_029270.1 
strain W6 16S ribosomal RNA, partial sequence 150066 15156 


Firmicutes; Clost 


472344 Bacteria_16S 


strain B-3 16S ri 
Firmicutes; Erysi 


472344 Bacteria_16S 


strain MK (Kaplan 
Proteobacteria; A 
fever group. 


472344 Bacteria_16S 


XILO1 16S ribosom 
Actinobacteridae; 


472344 Bacteria_16S 


lavamentivorans s 
lavamentivorans B 
Parvibaculum. 


472344 Bacteria_16S 


xiligouense strai 
xiligouense Bacte 
Promicromonospora 


118412 118376 56 92 gi 
DSM 43879 16S ribosomal RNA, partial s 


Cellulosimicrobium. 
123001 122965 56 92 
ibosomal RNA, partial sequence 


gi 


135117 135081 56 92 gi 
in 2-606-032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

136618 136582 56 
osomal RNA, partial sequence 


92 gi 
Micr 
138178 138142 56 92 gi 
ibosomal RNA, partial sequence 


Micr 


ridia; Clostridiales; Clostridiaceae; 
302638 302602 56 92 gi 
bosomal RNA, partial sequence 


316363 316335 65 93 gi 
) 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Rickettsiales; Ric 


376824 376788 56 
al RNA, complete sequence 


92 gi 


381399 381371 65 93 gi 
train DS-1 16S ribosomal RNA, partial 


389020 388984 56 92 gi 
n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ceae; Myceligenerans. 


472344 Bacteria_16S 


subsp. nitratus s 


cerinus subsp. nitratus Bacteria; Actinobacteria; Actin 


Microbacteriaceae 


472344 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


472344 Bacteria_16S 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 


401362 401326 56 
train IMET 11532, 


92 gi 
16S ribosomal RNA, p 


; Agromyces. 

444713 444673 11 51 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


463014 462986 65 93 


gi 


ococcineae; 
265678983 
equence 

a; Actinobacteria; Actinobacteridae; Actinomycet 
Promicromonosporaceae; 
472344 Bacteria_16S 265678980 
122905 12429 
ococcineae; 
265678972 
1 sequence 


v 


265678971 
136495 13800 
ococcineae; 
265678970 
138055 13953 
ococcineae; Sanguibacterac 


kettsiaceae; 


265678803 
376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Microbacteriac 
265678800 
sequence 
acteria; Proteobacteria; Alphaproteobacteria; 


265678795 
sequence 
Actinomyc 


265678787 
artial sequenc 
obacteridae; Actinomyceta 


265678758 
quence 
eria; 


265678742 


Bo 
ref|NR_029291.1 

118321 119772 
ales; Micrococc 


ref |NR_029288.1 
8 Cellulomonas 
Cellulomonadac 
ref |NR_029280.1 

135066 136444 
Actinomycetales; 
ref |NR_029279.1 
Cellulomonadac 
ref |NR_029278.1 
1 Sanguibacter 


ref|NR_029164.1 
eae. 
ref|NR_029154.1 
2 317695 Ricket 

Rickettsieae; 


31628 


ref|NR_029108.1 
ulmi Bacter 
eae; Agromyces. 
ref|NR_029105.1 

381306 382756 


Rhizobiales; Phyll 


ref|NR_029100.1 
388894 390431 
etales; Micrococ 
ref |NR_029092.1 
e 401266 
1 


goriellaceae; 


Bogoriella. 
Cellulosimicrobium 
Cellulosimicrobium 


ineae; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Actinomyces 
Actinomyces 


Actinomycineae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Jonesia denitrificans 


5 Jonesia denitrificans Bacteria; 
Jonesia. 


Clostridium litorale 


6 Clostridium litorale Bacteria; 
Clostridium. 
265678858 
302503 30397 
pelotrichi; Erysipelotrichales; Erysipelotrichac 
265678849 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Rickettsia akari 
tsia akari Bacteria; 
Rickettsia; spotted 


Agromyces ulmi strain 
ia; Actinobacteria; 


Parvibaculum 
Parvibaculum 
obacteriaceae; 


Myceligenerans 
Myceligenerans 
cineae; 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


ref|NR_029063.1 
444544 446074 
Pseudomonadales; Pse 


ref|NR_029047.1 


Pseudomonas 
Pseudomonas 
udomonadaceae; 


462905 464361 


Ancylobacter 
Ancylobacter 


rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 


472344 Bacteria_16S 


strain DLE411J 16 
Proteobacteria; 


Firmicutes; 


472344 Bacteria_16S 


strain QH3A7 16S 


472344 Bacteria_16S 
kerguelensis stra 
kerguelensis Bact 


Arthrobacter. 


472344 Bacteria_16S 
gangotriensis str 
gangotriensis Bac 
Micrococcaceae; Arthrobacte 
472344 Bacteria_16S 
strain Tf 16S rib 


Firmicutes; Bacil 


472344 Bacteria_16S 


strain FI-0169 16 


Mycobacterium avi 


472344 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; 


strain LV3 16S ri 


472344 Bacteria_16S 
strain 3wWC2 16S r 
Clost 


Firmicutes; 


472344 Bacteria_16S 


strain Muenster 2 
Bacteria; Actinob 


472344 Bacteria_16S 


strain HKI 0120 1 


472344 Bacteria_16S 


strain HKI 0119 1 


472344 Bacteria_16S 


strain 520-20 16S 
Proteobacteria; 


strain CMS90 16S 


472344 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


472344 Bacteria_16S 


strain W16 16S ri 


472344 Bacteria_16S 


histaminiformans 
histaminiformans 


472344 Bacteria_16S 


G 


G 
472344 Bacteria_16S 


G 
472344 Bacteria_16S 


470614 470574 11 51 
S ribosomal RNA, partial sequence 


gi 


472165 472137 65 93 
ribosomal RNA, partial sequence 
bacillales; Weissella. 


gi 


ammaproteobacteria; Pseudomonadales; P 
472344 Bacteria_16S 
strain S-5623 16S 
Lacto 


265678737 


470446 47199 
seudomonad 


265678736 


472041 47353 


ref|NR_029042.1 


acea 
ref 


e; Pseudomon 
NR_029041.1 


Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Weissella koreensis 


7 Weissella koreensis Bacteria; 


489048 489012 56 92 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 

ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

493711 493675 56 92 gi|265678722|ref|NR_029027.1| Arthrobacter 
in KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

495216 495180 56 92 gi|265678721|ref|NR_029026.1| Arthrobacter 
ain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

rs 

510514 510486 56 84 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
osomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
lales; Bacillaceae; Geobacillus. 

530316 530288 65 93 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
um complex (MAC). 

557893 557853 11 51 gi|265678680|ref|NR_028985.1| Pseudomonas congelans 
6S ribosomal RNA, partial sequence 557743 559236 Pseudomonas congelans Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

563985 563949 56 92 gi|265678676|ref|NR_028981.1| Rhodoglobus vestalii 
bosomal RNA, partial sequence 563902 565327 Rhodoglobus vestalii Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 

589465 589437 56 84 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
ibosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
ridia; Clostridiales; Clostridiaceae; Clostridium. 

630475 630439 56 92 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

635038 635002 56 92 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
6S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 
636570 636534 56 92 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
6S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 
639694 639654 11 51 gi|265678624|ref|NR_028929.1| Pseudomonas kilonensis 
ribosomal RNA, complete sequence 639529 641056 Pseudomonas kilonensis Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

645907 645871 56 92 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 

ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

671463 671423 11 51 gi|265678601|ref|NR_028906.1| Pseudomonas 
s strain JAJ28 16S ribosomal RNA, partial sequence 671276 672778 Pseudomonas 
s Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

674425 674389 56 92 gi| 265678599 |ref|NR_028904.1| Dermatophilus chelonae 
bosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 

734916 734892 68 92 gi| 265678558 |ref|NR_028862.1| Allisonella 
strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 

739638 739610 65 93 gi|265678554|ref|NR_028858.1| Saccharomonospora 
train YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


paurometabolica s 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae 


472344 Bacteria_16S 


strain 4B02 16S r 
Proteobacteria; G 


; Pseudonocardiaceae; Saccharomonospor 
748307 748267 11 Si gi 
ibosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; M 


472344 Bacteria_16S 


strain AB1110 16S 
Proteobacteria; G 


472344 Bacteria_16S 


strain B2 16S rib 
Proteobacteria; G 


751057 751017 11 51 gi 
ribosomal RNA, partial sequence 


a. 
265678547 


748219 74954 


oraxellace 
265678545 


750969 75229 


ref |NR_028851.1 
3 Acinetobacter 
ae; Acinetobacte 
ref |NR_028849.1 
3 Acinetobacter 
ae; Acinetobacte 


ammaproteobacteria; Pseudomonadales; Moraxellace 
752432 752392 11 51 gi| 265678544 
osomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; 


Moraxellaceae; 


Acinetobacter bouvetii 
bouvetii Bacteria; 

aes 

Acinetobacter towneri 
towneri Bacteria; 

Ke 


ref|NR_028848.1 


Acinetobacte 


Acinetobacter baylyi 


752344 753668 Acinetobacter baylyi Bacteria; 


Yr. 


472344 Bacteria_16S 


VKM Ac-1800 16S r 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


472344 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


strain VPI D 75 B 
Firmicutes; Clost 


472344 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


472344 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


472344 Bacteria_16S 


strain VKM Ac-180 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


472344 Bacteria_16S 


strain GP1ll 16S r 
Proteobacteria; G 


strain IFM 0784 1 


755385 755349 56 


784582 784542 11 


eria; Proteobacteria; 


795151 795111 56 


827332 827308 68 


ridia; 
828906 828882 68 
ridia; 


841119 841079 11 


884831 884795 56 


886369 886333 56 


887879 887851 64 


1012542 1012502 11 


1039945 1039917 57 


92 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
472344 Bacteria_16S 


51 


96 


92 


92 


51 


92 


92 


92 


51 


ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; 
472344 Bacteria_16S 


85 


gi 
75 


gi 


in CFBP 5447 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gi 


n P3a 16S ribosomal RNA, partial sequence 
irae; Nitrospirales; Nitrospiraceae; Leptospirillum. 
472344 Bacteria_16S 


gi 


-30 16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


gi 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillonellaceae; 


gi 


in 24 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanospirillales; 
472344 Bacteria_16S 


gi 


9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
472344 Bacteria_16S 


gi 


-1520 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


gi 


1012401 10138 


gi 


6S ribosomal RNA, partial sequence 1039882 10413 


265678494 


265678453 


265678452 


265678369 


265678351 


795040 796555 Lepto 


ref 


827209 828732 Selen 


884701 886196 Ratha 
Micrococcineae; Microbacteriaceae; 


ref 
886247 887732 Agrei 
Microbacteriac 
ref 
887783 889225 Sacch 
Pseudonocardineae; P 


ref 
46 Moraxella caviae Bacteria; 


ref 
34 Nocardia pneumoniae Bacteria; 
Nocardiacea 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


472344 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; A 


472344 Bacteria_16S 
CMS 76r 16S ribosomal RN 


Actinobacteridae; 


472344 Bacteria_16S 


phragmitetus stra 


Pannonibacter. 


472344 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


472344 Bacteria_16S 
ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
472344 Bacteria_16S 


strain Cal06 16S 


strain Se-3111 16 


strain R-4079 16S 


1101711 1101675 56 
osomal 

ctinoba 
1138134 1138098 56 


1142705 1142677 65 


1183612 1183540 12 
irmicutes; Clostridia; 
1216794 1216758 56 


1221263 1221227 56 


1227379 1227339 11 


92 


RNA, partial sequence 
cteridae; Actinomycetales; Micrococcineae; 


92 


93 


Rhodobacterales; Rhod 

84 gi| 228717037 |ref|NR_027558.1 
1183485 1184849 Anaero 

Clostridiales; Ruminococcaceae; Anaerotru 
92 gi| 219878473 |ref|NR_025612.1 


92 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
472344 Bacteria_16S 


51 


ribosomal RNA, partial sequence 


gi 


1101592 11031 


gi 


A, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
ref 

1142608 114408 


gi 


in C6-19 16S ribosomal RNA, partial sequence 
phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; 


7241 16S ribosomal RNA, partial sequence 


1216681 12181 


gi 


1221167 12226 


gi 


1227244 12287 


265678308 


253680764 


253680761 


219878356 


219878281 


ref 
01 Agromyces rhizospherae Bacteria; 


NR_028797.1 


NR_028755.1 


NR_028754.1 


NR_028671.1 


Moraxella. 
NR_028653.1 


NR_028610.1 


Microbacteriac 


ref 
onia 


48 Arthrobacter 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadacea 


472344 Bacteria_16S 
Mi268 16S ribosomal RNA, partial sequence 
Weissella. 
472344 Bacteria_16S 


Lactobacillales; 


506 16S ribosomal 


Alphaproteobacteria; 
472344 Bacteria_16S 


subsp. 


1287584 1287556 65 


1305687 1305659 65 
RNA, 
Rhizobiales; 

1308674 1308646 65 


complete sequence 


93 


93 


1305606 1307012 Stark 


Xanthobacteraceae; Starkeya. 


93 


gi 


1287447 1289004 Weiss 


gi 


gi 


219846052 


219846269 


228721488 


ref 
ella 


ref 
eya 


ref 
tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 


facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 


472344 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 


1310147 1310119 65 


93 


gi 


228721487 


ref 


NR_028012.1 
rubra Bacte 
Leifsonia. 
NR_028009.1 


NR_025495.1 


NR_025420.1 


e; Cellvibri 
NR_025642.1 
soli Bacter 


NR_025859.1 
novella Bact 


NR_027611.1 
130859 
Rhizobiales 


s 


a 


a 


265678542 |ref|NR_028846.1]| Agromyces albus strain 
5262 756747 Agromyces albus Bacteria; 
Microbacteriaceae; Agromyces. 
265678522 |ref|NR_028826.1| Pseudomonas 
784432 785869 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
265678515|ref|NR_028818.1| Leptospirillum 


pirillum ferriphilum 


Selenomonas infelix 


omonas infelix Bacteria; 


Selenomonas. 

265678493|ref|NR_028796.1| Selenomonas noxia 
828783 830273 Selenomonas noxia Bacteria; 

Selenomonas. 

265678485 |ref|NR_028788.1| Marinospirillum 
840981 842417 Marinospirillum alkaliphilum 

Marinospirillum. 
265678454|ref|NR_028756.1| Rathayibacter caricis 


yibacter caricis 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 
Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Moraxella caviae 


Nocardia pneumoniae 


e; Nocardia. 
Agromyces rhizospherae 


eae; Agromyces. 
Leifsonia rubra strain 
ria; Actinobacteria; 


Pannonibacter 
2 Pannonibacter 
obacteraceae; 


Anaerotruncus 

truncus colihominis DSM 
ncus. 

Arthrobacter bergerei 


bergerei Bacteria; 
Micrococcaceae 
ref 
13 Salana multivorans Bacteria; 
Beutenbergiace 
ref 
19 Cellvibrio fibrivorans Bacteria; 


; Arthrobacter. 
Salana multivorans 


ae; Salana. 
Cellvibrio fibrivorans 


oO. 
Weissella soli strain 
ia; Firmicutes; 


Starkeya novella DSM 
eria; Proteobacteria; 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


NR_027610.1 
131006 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 


facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


472344 Bacteria_16S 
faecium strain DS 
4810 Bacteria; Ac 


Brachybacterium. 


472344 Bacteria_16S 
DSM 10542 16S rib 
Bacteria; Actinob 


Sanguibacter. 


472344 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


Micrococcaceae; Arthrobacter. 
472344 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
472344 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; 


subsp. avium stra 
subsp. avium Bact 
Mycobacteriaceae; 


472344 Bacteria_16S 


strain DSM 12798 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


472344 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


472344 Bacteria_16S 


strain T4 16S rib 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
472344 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


472344 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


472344 Bacteria_16S 


strain CFBP 2341 


Proteobacteria; G 


472344 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


472344 Bacteria_16S 


vaccimaxillae str 
vaccimaxillae Bac 
Actinomycetaceae; 


472344 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


472344 Bacteria_16S 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


472344 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


472344 Bacteria_16S 


paraconglomeratum 
paraconglomeratum 
Dermabacteraceae; 


B 
472344 Bacteria_16S 


1345498 1345462 56 92 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1348570 1348534 56 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


92 gi 


al 
1420773 1420737 56 92 gi 


strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1 


1453006 1452970 56 92 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1 


1468090 1468050 11 51 

ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
1475558 1475530 65 93 gi 
in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 
1604428 1604392 56 92 gi 


gi 


1 


, 


mp 


ioc 
1605969 1605933 56 92 gi 
in Rell7 16S ribosomal RNA, partial sequ 
eria; Actinobacteria; Actinobacteridae; 
1625479 1625443 56 92 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Arsenicicoccus. 

1628512 1628484 65 
osomal RNA, partial sequence 


s 
Ac 
93 gi 
en 
1683439 1683365 10 84 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1690995 1690955 11 51 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


rt 
tr 


1 
ri 
1694118 1694078 11 51 gi 
ammaproteobacteria; Pseudomonadales; P 
1695662 1695622 11 51 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1735234 1735198 56 92 gi 
ain R10176 16S ribosomal RNA, partial 

teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1738268 1738232 56 92 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1759709 1759673 56 92 gi 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


se 


se 


se 
e; 


al 


’ 


ue 
in 


1761230 1761194 56 92 gi 
LMG 20336 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 


1762751 1762715 56 92 gi 
strain LMG 19861 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Brachybacterium. 


ar 
ri 


472344 Bacteria_16S 


ridae; 


ridae; 


228720938 
ence 13453 
mycetales; 


228720600 
1348448 13499 
Micr 


es; 


224581444 
ence 


sequ 


224581418 
ence 


sequ 


224581407 
1467942 14694 
ocyclaceae 
219878445 
sequence 
Actinomy 


lex ( 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


472344 Bacteria_16S 219878472 


ence 


219878459 
equence 
tinomyce 


219878457 
1628419 16298 
nckiacea 
219878419 


ial s 
idial 


219878413 
sequen 


a; Ps 


219878411 
16S ribosomal RNA, partial sequence 1693968 169 
udomon 
219878410 
1695512 16970 


udomo 


219878384 


quenc 
Acti 


219878382 


sequ 
Actin 


219878365 


nce 
omyce 


219878364 


uence 
inomy: 


219878363 


tial 
dae; 


1788142 1788106 56 92 gi 


219878343 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 


occineae; 


Actinomy 


ref|NR_027599.1 
82 1346861 Brach 
Micrococcineae 


, 


ref|NR_027595.1 
42 Sanguibacter 
ococcineae; San 


ref |NR_027226.1 
1420664 142216 
Actinomycetales; M 
ref|NR_027199.1 

1452894 145438 
Actinomycetales; M 


ref |NR_027188.1 


; Zoogloea. 
ref|NR_025584.1 

1475465 147693 
cetales; Coryne 
yy 
ref|NR_025613.1 
05 Arthrobacter 
3 Micrococcacea 
ref|NR_025611.1 

1605856 160731 
cetales; Microc 


MAC 


ref|NR_025598.1 
1625384 162685 
tales; Micrococc 


ref|NR_025596.1 
34 Methylocella 
e; Methylocella 
ref|NR_025558.1 
ence 168328 
Clostridiaceae; 
ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


e 
e 


qu 
S; 


ce 
eud 
ref|NR_025550.1 
54 
adacea 


ref 


e; Pseudomon 
NR_025549.1 


nadaceae; Pseudomon 
ref|NR_025523.1 
e 1735130 173662 


nomycetales; Actino 


ref|NR_025521.1 
e 1738160 173968 
cetales; Actino 


enc 
omy 


ref|NR_025504.1 
1759669 176107 
tales; Micrococcine 
ref|NR_025503.1 
1761124 176259 


ales; Micrococci 


cet ; 


ref|NR_025502.1 
uence 176264 
inomycetales; Mi 


seq 
Act 


Y. 


i 


i 


b 


fo} 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 
g 


uibacteraceae; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Arthrobacter 
1 Arthrobacter 


crococcineae; 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Arthrobacter mysorens 


mysorens Bacteria; 
e: 


Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


v 


Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Methylocella tundrae 


tundrae Bacteria; 


Clostridium 

5 1684702 Clostridium 
Clostridium. 
Cellvibrio 

5 Cellvibrio 
domonadaceae; 


Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Actinomyces 
2 Actinomyces 
mycineae; 


Actinomyces 
1 Actinomyces 


mycineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


Brachybacterium 
5 1764116 Brachybacterium 
crococcineae; 


ref |NR_025482.1 
1788037 178951 


Blastococcus 
9 Blastococcus 


saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


Blastococcus. 
472344 Bacteria_16S 1798830 1798794 56 92 gi 
gandavensis strain R 5812 16S ribosomal RNA, partial se 
gandavensis Bacteria; Actinobacteria; Actinobacteridae; 
Arthrobacter. 
472344 Bacteria_16S 1805025 1804989 56 92 gi 
paurometabola strain DSM 14281 16S ribosomal RNA, parti 
paurometabola Bacteria; Actinobacteria; Actinobacterida 
Cellulomonadaceae; Oerskovia. 
472344 Bacteria_16S 1806563 1806527 56 
strain DSM 46000 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 1811144 1811108 56 92 gi 
flaccumfaciens pv. flaccumfaciens strain LMG 3645 16S r 
Curtobacterium flaccumfaciens pv. 
Actinomycetales; Micrococcineae; Microbacteriaceae; 
472344 Bacteria_16S 1818822 1818786 56 92 
strain P 297/02 1 


219878336 
quence 


219878332 
al 
e; 
92 gi| 219878331 
oc 
219878328 
7 ib 
to. 
219878323 


Cur 
gi 


Actinomyc 


sequenc 
Actinomycet 


16S ribosomal RNA, partial sequence 1806449 18079 
occineae 


osomal R 


6S ribosomal RNA, partial sequence 1818718 18201 


ref|NR_025475.1 
1798724 18001 
etales; Microco 


ref|NR_025471.1 
e 1804913 180639 
ales; Micro 


ref|NR_025470.1 


7 Ce 
ref 
NA, 


1llulomonada 
NR_025467.1 


mM. 


ref |NR_025462.1 


6 
c 


Cc 


partial sequ 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
bacteriu 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Oerskovia 
8 Oerskovia 


occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
c 


eae; Oerskovia. 
Curtobacterium 
ence 1811040 1812516 


Plantibacter flavus 


91 Plantibacter flavus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Plantibacter. 
472344 Bacteria_16S 1820346 1820310 56 92 gi|219878322|ref|NR_025461.1| Curtobacterium 
herbarum strain P 420/07 16S ribosomal RNA, partial sequence 1820242 1821724 Curtobacterium 
herbarum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Curtobacterium. 

472344 Bacteria_16S 1821879 1821843 56 92 gi|219878321|ref|NR_025460.1| Agreia pratensis 


strain P 229/10 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 1829487 1829447 11 51 gi 
limicola strain GolChil 16S ribosomal RNA, complete seq 
limicola Bacteria; Proteobacteria; Betaproteobacteria; 
472344 Bacteria_16S 1867576 1867548 65 93 gi 
asaccharovorans strain TE2 16S ribosomal RNA, partial s 
asaccharovorans Bacteria; Proteobacteria; Alphaproteoba 
Chelatococcus. 
472344 Bacteria_16S 


oc 
219878316 
uence 

Rh 
219878289 
equence 
cteria; 


1872164 1872124 11 51 gi| 219878286 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 18734 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Mor 
472344 Bacteria_16S 1886029 1886001 65 93 gi| 219878274 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 
halophila Bacteria; Actinobacteria; Actinobacteridae; Act 
Pseudonocardiaceae; Saccharomonospora. 

472344 Bacteria_16S 1899895 1899859 56 92 gi 
humiphilum strain DSM 12362 16S ribosomal RNA, partial 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; 
Intrasporangiaceae; Ornithinimicrobium. 

472344 Bacteria_16S 1901271 1901235 56 92 gi 
suimastitidis strain CCUG 39276 16S ribosomal RNA, part 
suimastitidis Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; Actinomyces. 

472344 Bacteria_16S 1909971 1909935 56 92 gi 
marimammalium strain CCUG 41710 16S ribosomal RNA, part 
marimammalium Bacteria; Actinobacteria; Actinobacterida 
Actinomycetaceae; Actinomyces. 
472344 Bacteria_16S 1911434 1911406 56 84 gi| 219878255 
strain DSM 12654 16S ribosomal RNA, partial sequence 1911333 19128 
Firmicutes; Bacillales; Planococcaceae; Ureibacillus. 
472344 Bacteria_16S 1937464 1937428 56 92 gi 
paucivorans strain CF 62 16S ribosomal RNA, partial seq 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; 
Brevibacteriaceae; Brevibacterium. 

472344 Bacteria_16S 1951277 1951241 56 92 gi 
strain CCUG 41706 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae 
472344 Bacteria_16S 1957183 1957147 56 92 gi| 219878223 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 19585 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
472344 Bacteria_16S 2065620 2065584 56 92 gi| 219878146 
antarcticus strain T2 16S ribosomal RNA, partial sequence 20655 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 2082597 2082569 56 84 gi| 219878134 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae 


219878263 
sequence 
Ac 


219878262 
ia 
e; 
219878256 
ia 
e; 


219878236 
uence 
Actinomyc 


219878227 
19511 


6S ribosomal RNA, partial sequence 1821775 18232 


odocycla 


Rh 


axellace 


inomycet 


tinomyce 


1 sequen 
Actinomycet 


1 sequen 
Actinomycet 


; Microbacteriac 
ref|NR_025455.1 

1829317 183084 
les; Rhodocyclac 
ref |NR_025428.1 
1867493 186885 
izobiales; Beije 


ref|NR_025425.1 
90 Acinetobacter 
ae; Acinetobacte 
ref |NR_025413.1 
1885917 188742 
ales; Pseudonoca 


’ 


ref|NR_025402.1 
1899804 190110 
tales; Micrococc 


ref|NR_025401.1 
ce 1901160 190257 
ales; Actino 


ref |NR_025395.1 
ce 1909867 191128 
ales; Actino 


ref |NR_025394.1 
21 Ureibacillus 


ref|NR_025375.1 
1937348 193875 
etales; Micrococ 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref |NR_025362.1 
65 Arthrobacter 
; Micrococcaceae 
ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 


50 Agreia pratensis Bacteria; 
occineae; 


eae; Agreia. 
Propionivibrio 

7 Propionivibrio 
eae; Propionivibrio. 
Chelatococcus 

8 Chelatococcus 
rinckiaceae; 


Acinetobacter parvus 
parvus Bacteria; 
re, 

Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces 
2 Actinomyces 


mycineae; 


Ureibacillus terrenus 


terrenus Bacteria; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Arthrobacter luteolus 


luteolus Bacteria; 


; Arthrobacter. 
Micrococcus 
occus antarcticus 


ococcaceae; Micrococcus. 


ref|NR_025273.1 
2082477 208396 
; Lactobacillus. 


Lactobacillus 
3 Lactobacillus 


472344 Bacteria_16S 
scrofulaceum stra 
scrofulaceum Bact 


Mycobacteriaceae; 


472344 Bacteria_16S 


palatopharyngis s 
palatopharyngis B 
Pseudonocardiacea 


472344 Bacteria_16S 


strain Ps 9-14 16 
Proteobacteria; 


strain Pss 26 16S 
Proteobacteria; 


strain MUP 1182 1 


Actinobacteria; Actinoba 
472344 Bacteria_16S 


strain NCIMB 8634 
Proteobacteria; 


strain NCIMB 8633 
Proteobacteria; G 


472344 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Actinomycetaceae; 


472344 Bacteria_16S 


viridans strain M 
Bacteria; Firmicu 


472344 Bacteria_16S 


extremorientalis 
extremorientalis 
Pseudomonas. 


472344 Bacteria_16S 


strain YIM 21741 


strain SK-1 16S r 
Firmicutes; Bacil 


472344 Bacteria_16S 


sulfonivorans str 
sulfonivorans Bac 
Micrococcaceae; A 


472344 Bacteria_16S 


methylotrophus st 
methylotrophus Ba 
Micrococcaceae; A 


472344 Bacteria_16S 


strain K265 16S r 
Actinobacteria; A 


472344 Bacteria_16S 


strain K300 16S r 
Actinobacteria; A 


472344 Bacteria_16S 


chloromethanicum 
chloromethanicum 
Hyphomicrobium. 


472344 Bacteria_16S 


viterbiensis stra 
viterbiensis Bact 


472344 Bacteria_16S 


psychrolactophilu 
psychrolactophilu 
Micrococcaceae; A 


472344 Bacteria_16S 


strain T1-X7 16S 
Actinobacteria; A 


G 
472344 Bacteria_16S 


G 
472344 Bacteria_16S 


G 
472344 Bacteria_16S 


2129616 2129588 65 
in ATCC 


93 gi 


Mycobacterium. 
2138707 2138679 64 92 gi 
train 1Bdz 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
e; Amycolatopsis. 

2143212 2143172 11 
S ribos 
ammapro 


Si 

omal RNA, partial sequence 
teobacteria; Pseudomonadales; P 
2146222 2146182 11 51 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2147698 2147670 65 93 gi 
6S ribo 


gi 


cteridae; Actinomycetales; Cory 
2170524 2170484 11 51 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2172065 2172025 11 51 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2182580 2182544 56 92 gi 
ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
2185657 2185573 11 94 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2218948 2218908 11 51 gi 
strain KMM 3447 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Gammaproteob 


2227993 2227957 56 92 gi 


2266255 2266227 56 84 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2346412 2346376 56 92 gi 
ain ALL 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

2347920 2347884 56 92 gi 
rain TGA 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

2360096 2360060 56 92 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
2361620 2361584 56 92 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2399528 2399500 65 93 gi 
strain CM2 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


gi 


gi 


Micr 
gi 


2405635 2405607 56 84 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2454424 2454388 56 92 gi 
s strain B7 16S ribosomal RNA, partial 
s Bacteria; Actinobacteria; Actinobact 
rthrobacter. 

2492025 2491989 56 92 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


gi 


472344 Bacteria_16S 


19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


219857648 
al 


’ 


219857642 
sequence 
dae; 


219857639 


2143068 21445 
udomonad 


se 


219857637 


2146078 21475 
udomonad 


se 


219857636 


somal RNA, complete sequence 2147582 21491 
bacterin 


ne 
219857621 
se 


219857620 


se 
219857611 

quence 

e; 


219857608 
nce 21855 
e; 
219857586 
tL 
acteria; 


219857580 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 


oc 
219857555 


2266147 22676 


219857496 
uence 
e; 


219857495 
quence 
ae 


v 


219857487 


2360002 23614 
occineae 


oc 
219857486 


2361525 23629 
occineae 


oc 
219857460 
sequence 
acteria; 


219857456 
1 sequence 
iales; Clo 
219857415 
sequence 
eridae; Ac 


219857388 


2491905 24933 


oc 
219857387 


2493511 2493475 56 92 gi 


australiensis strain 109 16S ribosomal RNA, partial sequence 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiacea 


e; Tetrasphaera. 


sequenc 
Actinomy 


Actin 


21703 
udomonad 


21719 
udomonad 


Actinomycet 


Carnoba 


al seque 
P 


occineae; 


Actinomycet 


Actino: 


R 


occineae; 


ref |NR_025237.1 
e 2129523 213098 
cetales; Coryneb 


Mycobacterium 
8 Mycobacterium 
acterineae; 


ref|NR_025231.1 
2138615 214004 
omycetales; Pseu 


Amycolatopsis 
1 Amycolatopsis 
donocardineae; 


ref|NR_025228.1| Pseudomonas koreensis 
22 Pseudomonas koreensis Bacteria; 
aceae; Pseudomonas. 

ref|NR_025226.1| Pseudomonas jinjuensis 
31 Pseudomonas jinjuensis Bacteria; 
aceae; Pseudomonas. 

ref|NR_025225.1| Mycobacterium parmense 
14 Mycobacterium parmense Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_025210.1| Cellvibrio fulvus 

56 2171849 Cellvibrio fulvus Bacteria; 
aceae; Cellvibrio. 

ref|NR_025209.1| Cellvibrio vulgaris 

00 2173400 Cellvibrio vulgaris Bacteria; 
aceae; Cellvibrio. 

ref|NR_025200.1| Actinomyces 

182453 2183877 Actinomyces 

ales; Actinomycineae; 


ND 


Carnobacterium 
acterium viridans 


ref|NR_025197.1 
17 2186981 Carnob 
cterium. 
ref|NR_025174.1 
nce 221879 
seudomonadales; 


Pseudomonas 
2 2220307 Pseudomonas 
Pseudomonadaceae; 


ref|NR_025168.1| Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 

; Microbacteriaceae; Agromyces. 
ref|NR_025143.1| Geobacillus toebii 

57 Geobacillus toebii Bacteria; 


ref |NR_025084.1 
2346319 234777 
ales; Microc 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 
coccineae; 


ref|NR_025083.1 
2347826 234928 
mycetales; Micro 


ref|NR_025075.1| Subtercola frigoramans 
74 Subtercola frigoramans Bacteria; 
; Microbacteriaceae; Subtercola. 
ref|NR_025074.1] Subtercola boreus 
91 Subtercola boreus Bacteria; 
; Microbacteriaceae; Subtercola. 
ref|NR_025048.1| Hyphomicrobium 

2399427 2400873 Hyphomicrobium 
hizobiales; Hyphomicrobiaceae; 


ref|NR_025044.1 
2405537 240701 
stridiaceae; Cal 
ref|NR_025003.1 
2454319 245573 
tinomycetales; M 


Caloramator 
6 Caloramator 
oramator. 
Arthrobacter 
2 Arthrobacter 
icrococcineae; 


Tetrasphaera japonica 
49 Tetrasphaera japonica Bacteria; 
; Intrasporangiaceae; Tetrasphaera. 
ref|NR_024975.1| Tetrasphaera 

2493400 2494869 Tetrasphaera 


ref |NR_024976.1 


472344 Bacteria_16S 


chlorophenolicus 
chlorophenolicus 
Micrococcaceae; A 


472344 Bacteria_16S 


ATcC 700122 16S r 
Actinobacteria; C 


472344 Bacteria_16S 


thivervalensis st 
thivervalensis Ba 
Pseudomonas. 


2516217 2516181 56 92 gi 
strain A-6 16S ribosomal RNA, partial 

Bacteria; Actinobacteria; Actinobacter 
rthrobacter. 

2519245 2519217 67 95 
ibosomal RNA, partial sequence 
oriobacteridae; Coriobacteriales; Cori 
2520830 2520790 11 51 gi 
rain SBK26 16S ribosomal RNA, partial 

cteria; Proteobacteria; Gammaproteobac 


gi 


472344 Bacteria_16S 


brassicacearum st 
brassicacearum Ba 
Pseudomonas. 


472344 Bacteria_16S 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 


472344 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


472344 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


472344 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


472344 Bacteria_16S 


strain I 16S ribo 
Actinobacteria; A 


472344 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 
472344 Bact 
strain CIP 104883 
Bacteria; Proteob 
472344 Bact 
strain CIP 105273 
Proteobacteria; G 
472344 Bact 
strain CKB 16S ri 
Proteobacteria; B 


472344 Bacteria_16S 


pelophilus strain 
pelophilus Bacter 


472344 Bacteria_16S 


strain Al-3 16S r 
Actinobacteria; A 


472344 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


472344 Bacteria_16S 


fritillariae stra 
fritillariae Bact 
Microbacteriaceae 


472344 Bacteria_16S 


strain Lp2 16S ri 
Actinobacteria; A 


472344 Bacteria_16S 


strain IFO 12702 
Actinobacteria; A 


472344 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


472344 Bacteria_16S 


strain IFO 16238 
Actinobacteria; A 


eria_16S 


eria_16S 


eria_16S 


2522310 2522270 11 51 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2553525 2553497 64 92 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 
2556701 2556661 11 51 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2561327 2561287 11 51 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2570460 2570420 11 51 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2578114 2578078 56 92 gi 


219857366 
sequence 
idae; Acti 


219857364 


2519150 25206 


obacterine 
219857363 
sequence 

teria; Pse 


219857362 
sequence 
teria; Pse 


219857341 
ence 25534 
ales; Stre 


219857339 
25565 
seudomonad 
219857336 
25611 
seudomonad 
219857287 
25702 
seudomonad 
219857282 


somal RNA, partial sequence 2577991 2579369 Cellu 


ctinobacteridae; Actinomycetales; Micr 
2581147 2581107 11 51 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2582717 2582677 11 51 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2595124 2595084 11 51 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2618326 2618286 11 51 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2645870 2645830 11 St gi 
asp 66 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 
2747644 2747608 56 92 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2777847 2777819 56 84 gi 
rain DS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Paenib 
2783783 2783747 56 92 gi 
in VKM Ac-2059 16S ribosomal RNA, part 


eria; Actinobacteria; Actinobacteridae; 


; Okibacterium. 


2813871 2813835 56 92 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
2825927 2825891 56 92 gi 


gi 


2747544 27 


ococcineae 
219857280 
25809 
nadales; P 
219857279 
25825 
nadales; P 
219857271 
25949 
seudomonad 
219857253 


2618180 26196 


ocyclaceae 
219857227 
uence 

; Rhodocyc 
219857155 
488 
ococcineae 
219857131 
equence 
acillac 
219857127 
ial sequen 


; Actinomy: 


219857107 


2813767 28152 


ococcineae 
219856906 


16S ribosomal RNA, partial sequence 2825825 28272 


ctinobacteridae; Actinomycetales; Fran 
2836611 2836583 65 93 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2838081 2838045 56 92 gi 


kineae; Sp 
219856899 
quence 

obacillace 
219856898 


16S ribosomal RNA, partial sequence 2837959 28394 


ctinobacteridae; Actinomycetales; Micr 


472344 Bacteria_16S 


ococcineae 
219856897 


2839642 2839606 56 92 gi 


eae; 


ref|NR_024954.1 
2516115 251756 
nomycetales; Mic 


ref|NR_024952.1 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


ae; Coriobacteri 
ref|NR_024951.1 
2520665 252209 
udomonadales; Ps 


ref|NR_024950.1 
2522145 252361 
udomonadales; Ps 


ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024913.1 
lomonas persica 
; Cellulomonadac 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref |NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024855.1 

2645713 264719 
lales; Rhodocycl 
ref |NR_024783.1 
84 Arthrobacter 
; Micrococcacea 
ref|NR_024759.1 

2777747 277920 
; Paenibacillus. 
ref|NR_024755.1 
ce 2783663 278516 
cetales; Microco 


ref|NR_024735.1 
09 Tetrasphaera 
; Intrasporangia 
ref|NR_024727.1 


aceae; Slackia. 
Pseudomonas 

4 Pseudomonas 

eudomonadaceae; 


Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 

Dechloromonas agitata 
agitata Bacteria; 


Propionivibrio 

7 Propionivibrio 

aceae; Propionivibrio. 
Arthrobacter russicus 


russicus Bacteria; 
e: 


Arthrobacter. 
Paenibacillus 
8 Paenibacillus 


’ 


Okibacterium 
8 Okibacterium 
ccineae; 


Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


orichthyaceae; S 
ref|NR_024718.1 

2836503 283790 
ae; Lactobacillu 
ref|NR_024717.1 


porichthya. 
Lactobacillus 

8 Lactobacillus 

Ss. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


; Mi 
ref 


crobacteriac 


NR_024716.1 


eae; Agromyces. 
Agromyces luteolus 


strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


472344 Bacteria_16S 


strain ATCC 13522 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 


472344 Bacteria_16S 


2853583 2853543 11 


2893659 2893623 56 


51 


92 


strain CM-10 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


472344 Bacteria_16S 
strain CM-01 16S 


472344 Bacteria_16S 
tolaasinivorans s 
tolaasinivorans B 
Microbacteriaceae; 
472344 Bacteria_16S 
plecoglossicida s 
plecoglossicida B 
Pseudomonas. 
472344 Bacteria_16S 
brevicatena strai 
brevicatena Bacte 
Sporichthya. 
472344 Bacteria_16S 
citronellolis str 
citronellolis Bac 
Pseudomonas. 
472344 Bacteria_16S 
strain PCl 16S ri 
Proteobacteria; G 
472344 Bacteria_16S 
thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae; S 
472344 Bacteria_16S 
strain 801 16S ri 


472344 Bacteria_16S 
SPS-17 16S ribosomal 
Thermus; Deinococci; 
472344 Bacteria_16S 
hortensis strain HKI 
hortensis Bacteri 
Intrasporangiaceae; 
472344 Bacteria_16S 
dicarboxylicus st 
dicarboxylicus Ba 
Propionivibrio. 
472344 Bacteria_16S 
limneticum strain 
Bacteria; Proteob 
472344 Bacteria_16S 
strain F98.3HR69 


cte 


472344 Bacteria_16S 
700631 16S ribosomal 
Lactobacillales; Aer 
472344 Bacteria_16S 
denitrificans str 
denitrificans Bac 
Hyphomicrobium. 

472344 Bacteria_16S 
strain DSM 3662 1 
Firmicutes; Clostrid 
472344 Bacteria_16S 
fimetarium strain 
fimetarium Bacteria; 
472344 Bacteria_16S 
strain DSM 4132 1 
Firmicutes; Clostrid 
472344 Bacteria_16S 


acteria; 


teria; 


2895154 2895118 56 


2896648 2896612 56 


2919679 2919639 11 
Proteobacteria; 


2943714 2943678 56 


2972524 2972484 11 
Proteobacteria; 


2974086 2974046 11 


2980143 2980107 56 


treptomyces. 
3006092 3006056 56 


3018063 3018035 56 
RNA, partial sequence 
Thermales; Thermaceae; 

3045470 3045434 56 


0125 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


Ornithinicoccus. 
3054691 3054651 11 
ria; Proteobacteria; 


3074080 3074040 11 


3098241 3098205 56 


3099703 3099675 65 
RNA, partial sequence 
ococcaceae; Facklamia. 

3123826 3123798 65 


3273640 3273604 56 


ia; Clostridiales; 
3276667 3276631 56 


Firmicutes; Clostridia; 
3279695 3279659 56 


ia; Clostridiales; 
3282739 3282703 56 


92 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


92 


train CM-05 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Mycetocola. 


SL 


train FPC951 16S ribosomal RNA, partia 
Gammaproteoba 


92 


n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


51 


ain DSM 50332 16S ribosomal RNA, parti 
Gammaproteobact 


51 


bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 


92 


rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 


92 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


84 


3017969 3019430 Thermus o 


Thermus. 
92 


St 


rain CreMall 16S ribosomal RNA, partia 
Betaproteobact 


51 


cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 


92 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


93 


3099595 3101003 Fackl 


93 


ain DSM 1869 16S ribosomal RNA, partia 
teria; Proteobacteria; Alphaproteobact 


92 


6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


92 


DSM 8238 16S ribosomal RNA, partial s 
Clostridia 


92 


6S ribosomal RNA, partial sequence 3279583 32810 
Eubacteriaceae; 


92 


Micr 


Micr 


219856888 
28534 
nadales; 
gi| 219856860 
2893553 28949 
oc 
gi| 219856859 
2895048 28964 
oc 
219856858 
sequence 
dae; Actin 


gi 


gi 


219856843 
1 sequence 
cteria; Ps 


gi 


219856827 
sequence 
Actinomyc 


gi 


219846941 
al sequenc 
eria; Pseu 


gi 


gi|219846940 
2973936 29754 
seudomonad 
219846936 
quence 

ae; Actino 


gi 


’ 


gi|219846919 
3005987 30074 
ococcineae 


gi|219846911 


219846891 
quence 
inomycet 


gi 


219846885 
1 sequence 
eria; Rhod 


gi 


219846872 
ence 30739 
ales; Rhod 
219846856 


gi 


gi 


ococcineae 


gi|219846855 


219846839 
1 sequence 
eria; Rhiz 


gi 


gi|219846738 
Eu 
219846736 
equence 

les; Eubac 
219846734 


gi 


gi 


Acetobacte 
219846732 


P 


occineae 


occineae; 


ref|NR_024707.1 


seudomonadaceae; 
ref|NR_024679.1 
> Mi 
ref 


crobacteria 
NR_024678.1 


3 Microbacteria 
ref|NR_024677.1 

2896542 289798 
omycetales; Mic 


ref|NR_024662.1 
2919511 292100 
eudomonadales; 


ref |NR_024646.1 
2943614 294507 
etales; Frankin 


ref |NR_026533.1 
e 2972376 297388 
domonadales; Pse 
ref|NR_026532.1 
aceae; Pseudomon 
ref|NR_026528.1 

2980041 298152 
mycetales; Strep 


ref |NR_026511.1 


7 Mi 
ref 


crobacteriac 
NR_026503.1 
shimai Bacte 


NR_026483.1 
3045360 304685 
ales; Micrococci 
NR_026477.1 
3054533 305602 
ocyclales; Rhodo 


ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref|NR_026448.1 
44 Arthrobacter 
; Micrococcaceae 
ref |NR_026447.1 
amia ignava Bact 


ref |NR_026431.1 
3123738 312518 
obiales; Hyphomi 


ref |NR_026330.1 


ref |NR_026328.1 

3276555 327802 
teriaceae; Aceto 
ref |NR_026326.1 


rium. 
ref|NR_026324.1 


gi 


wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 


r 


P 


e 


Pseudomonas savastanoi 


33 2854934 Pseudomonas savastanoi 


Pseudomonas. 
Mycetocola lacteus 


97 Mycetocola lacteus Bacteria; 
c 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 
c 


eae; Mycetocola. 
Mycetocola 

5 Mycetocola 

ococcineae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 


as. 
Streptomyces 

6 Streptomyces 

tomycineae; 


Frigoribacterium faeni 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Thermus oshimai strain 
ria; Deinococcus- 


Ornithinicoccus 
1 Ornithinicoccus 
neae; 


Propionivibrio 
8 Propionivibrio 
cyclaceae; 


Ferribacterium 
acterium limneticum 
ibacterium. 
Arthrobacter rhombi 


rhombi Bacteria; 


v 


Arthrobacter. 
Facklamia ignava ATCC 
eria; Firmicutes; 


Hyphomicrobium 
3 Hyphomicrobium 


crobiaceae; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 
bacterium. 


Acetobacterium 

3 Acetobacterium 
bacterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 


3282621 328409 


4 Acetobacterium 


472344 Bacteria_16S 


strain LMG 2207 1 
Proteobacteria; B 


472344 Bacteria_16S 


tyrofermentans st 
tyrofermentans Ba 
Dermabacteraceae; 


472344 Bacteria_16S 


strain DSM 7083 1 


3349678 3349638 11 51 gi 
etaproteobacteria; Burkholderiales; Bu 
3354260 3354224 56 92 gi 
rain CNRZ 926 16S ribosomal RNA, compl 
cteria; Actinobacteria; Actinobacterid 
Brachybacterium. 

3355820 3355784 56 


92 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


472344 Bacteria_16S 


nesterenkovii str 
nesterenkovii Bac 
Dermabacteraceae; 


472344 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


472344 Bacteria_16S 


lacunarum strain 
lacunarum Bacteri 


472344 Bacteria_16S 


strain M17C 16S r 


3357383 3357347 56 92 gi 
ain DSM 9573 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Brachybacterium. 

3358947 3358911 56 92 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 

3372631 3372563 17 85 gi 
DSM 6640 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Halanaerobi 
3377182 3377146 56 92 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


472344 Bacteria_16S 


strain DSM 43852 


3396792 3396756 56 92 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


472344 Bacteria_1 


strain DSM 20167 


6S 3399851 3399815 56 92 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


472344 Bacteria 1 


strain DSM 20119 


6S 3401376 3401340 56 92 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


472344 Bacteria_1 


strain DSM 20138 


6S 3402915 3402879 56 92 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


472344 Bacteria_16S 


histidinolovorans 
histidinolovorans 
Micrococcaceae; A 


472344 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


472344 Bacteria_16S 


strain CIP 103259 
Actinobacteria; A 


472344 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


472344 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


472344 Bacteria_16S 


strain DSM 20315 
Actinobacteria; A 


472344 Bacteria_16S 


strain DSM 20550 
Actinobacteria; A 


472344 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


472344 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 
Micrococcaceae; A 


472344 Bacteria_16S 


strain DSM 20546 
Actinobacteria; A 


472344 Bacteria_16S 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 


3404448 3404412 56 92 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 

rthrobacter. 

3410552 3410528 68 92 gi 

16S ribosomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 

3413553 3413517 56 92 gi 

16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Acti 

3438456 3438416 11 51 gi 


ammaproteobacteria; Pseudomonadales; M 
3442985 3442945 11 51 gi 
DSM 30007 16S ribosomal RNA, complete 

a; Proteobacteria; Gammaproteobacteria 
3452259 3452223 56 92 gi 


ctinobacteridae; Actinomycetales; Micr 
3455302 3455266 56 92 gi 


ctinobacteridae; Actinomycetales; Micr 
3458337 3458301 56 92 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
rthrobacter. 

3459857 3459821 56 92 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
rthrobacter. 

3461378 3461342 56 92 gi 
ctinobacteridae; Actinomycetales; Micr 
3462900 3462864 56 92 gi 


rk 


et 
ae 


oc 


ae 
e; 


s 


’ 


qu 
al 


oc 


oc 


oc 


oc 


oc 


ar 
ri 


ne 


no 


or 


se 


’ 


oc 


oc 
al 


e; 


te 
ae 


219846684 
6S ribosomal RNA, partial sequence 3349528 33510 
holderia 
219846680 
e sequen 


v 


219846679 
6S ribosomal RNA, partial sequence 3355696 33572 
occineae 
219846678 
sequence 


219846677 
equence 
Actinomy 


219846668 
ence 
es; 

219846664 
3377063 33785 
occineae 
219846647 
16S ribosomal RNA, partial sequence 3396701 33981 


219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
occineae 
219846644 
16S ribosomal RNA, partial sequence 3401264 34027 
occineae 
219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
occineae 
219846642 
tial seq 
dae; 


219846637 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
occineae 
219846603 


219846602 


, 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
ococcineae 
219846600 


llaceae; 
219846635 


mycineae 
219846617 
somal RNA, partial sequence 3438312 3439771 Acine 
axellace 
219846614 
quence 

Pseudomo 
219846608 
16S ribosomal RNA, partial sequence 3452140 34536 
occineae; 


ref |NR_026276.1 


ceae; Paucimonas 
ref |NR_026272.1 
ce 3354134 335564 
Actinomycetales; Micro 


ref |NR_026271.1 


; Dermabacterace 
ref|NR_026270.1 

3357257 335877 
Actinomycetales; Microc 


ref|NR_026269.1 
3358821 336033 
cetales; Microco 


ref |NR_026260.1 

3372496 337395 
bacteroidaceae; 
ref |NR_026256.1 


Halo 


; De 
ref 


rmacoccaceae 
NR_026239.1 


; Cellulomonadac 
ref |NR_026237.1 
13 Arthrobacter 
; Micrococcaceae 
ref |NR_026236.1 
49 Arthrobacter 
; Micrococcaceae 
ref |NR_026235.1 
85 Arthrobacter 
; Micrococcaceae 
ref |NR_026234.1 
uence 340433 
inomycetales; Mi 


Act 


ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 

ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref |NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref|NR_026206.1 
3442841 344429 
nadales; Moraxel 
ref |NR_026200.1 


34104 


34134 


3 Micrococcacea 
ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026195.1 
sequence 3458220 345969 
Actinomycetales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


sequenc 
Actino: 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
346278 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Dermabacter hominis 


06 Dermabacter hominis Bacteria; 


ae; Dermabacter. 
Brachybacterium 

0 Brachybacterium 

occineae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Oerskovia enterophila 


51 Oerskovia enterophila Bacteria; 
occineae; 


eae; Oerskovia. 
Arthrobacter sulfureus 


sulfureus Bacteria; 


v 


Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


; Arthrobacter. 


Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


Arthrobacter 
6 3405815 Arthrobacter 
crococcineae; 


Dialister pneumosintes 
ter pneumosintes 


Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Acinetobacter lwoffii 
Bacteria; 
r. 
Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Micrococcus lylae 


11 Micrococcus lylae Bacteria; 
e: 


Micrococcus. 
Arthrobacter agilis 


’ 


agilis Bacteria; 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
occineae; 


Arthrobacter 
0 Arthrobacter 


coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 3464255 Arthrobacter 


polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


472344 Bacteria_ 
strain DSM 20545 


472344 Bacteria_ 


nicotianae strain 
nicotianae Bacter 


Arthrobacter. 

472344 Bacteria_ 
crystallopoietes 
crystallopoietes 


Micrococcaceae; Arthrobacter. 


472344 Bacteria_ 
strain DSM 20133 


472344 Bacteria_ 


globiformis strain DSM 20124 16S ribosomal RNA, partial 
globiformis Bacte 


Arthrobacter. 
472344 Bacteria_ 


strain NCTC 11636 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


472344 Bacteria_ 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
472344 Bacteria_16S 3512864 3512828 56 92 gi| 219846567 |ref|NR_026159.1 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 


Actinobacteria; Actinobac 


472344 Bacteria_ 


strain DSM 7486 1 
Actinobacteria; Actinobac 


472344 Bacteria_ 
strain DSM 20542 


Actinobacteria; Actinobac 


472344 Bacteria_ 
strain DSM 20528 


472344 Bacteria_ 


subsp. paratuberc 
avium subsp. paratuberculosis Bacteria; Actinobacteria; 
Corynebacterineae; 


472344 Bacteria_ 
bohemicum strain 


bohemicum Bacteri 


Mycobacteriaceae; 


472344 Bacteria_16S 
michiganensis sub 


16S 3464424 3464388 56 92 gi 


16S 3465947 3465911 56 92 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


16S 3467469 3467433 56 92 gi 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


16S 3468993 3468957 56 92 gi 


16S 3470513 3470477 56 92 gi 


ria; Actinobacteria; Actinobacteridae; 


16S 3481056 3481020 56 92 gi 


16S 3503729 3503693 56 92 gi 


16S 3517431 3517395 56 92 gi 


16S 3622304 3622276 65 93 gi 
ulosis strain 5617 16S ribosomal RNA, 


Mycobacteriaceae; Mycobacterium; Myc 
16S 3663688 3663660 65 93 gi 
DSM 44277 16S ribosomal RNA, partial s 


Mycobacterium. 
3768538 3768502 56 92 gi 
species tessellarius strain 78181 16S 


oc 


rt 


oc 


no 


teridae; Actinomycetales; Microc 


oc 


pa 


a; Actinobacteria; Actinobacteridae; Act 


219846599 
16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


219846597 
ial sequence 
idae; 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


equence 


219846588 
34809 
mycineae 
219846573 
strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 35051 


teridae; Actinomycetales; Micrococcineae; Microbacteriac 
16S 3514388 3514352 56 92 gi|219846566|ref|NR_026158.1 
6S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 

teridae; Actinomycetales; Micrococcineae; Microbacteriac 
16S 3515909 3515873 56 92 gi| 219846565 |ref|NR_026157.1 
16S ribosomal RNA, partial sequence 3515805 35172 


64 


219846385 
ri 


bosomal 


occineae; 
219846598 
sequence 


Actinomycetale 


Actinomycetales; 


occineae 
219846595 

s 
Actinomyc 


occineae 
2198465 
16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
219846490 
rtial sequence 
Actinobac 
obacterium avium complex ( 
219846462 
equence 


inomycet 


ref|NR_026191.1 
79 Arthrobacter 
Micrococc 
ref|NR_026190.1 

3465830 346730 
s; Micrococc 
ref|NR_026189.1 
346735 
; Mic 
ref|NR_026188.1 
48 Arthrobacter 
; Micrococc 
ref|NR_026187.1 

3470399 347186 
etales; Micrococ 


ref|NR_026180.1 


; Ac 
ref 


tinomycetace 
NR_026165.1 


; Microbacteriac 
ref|NR_026156.1 


crobacteriac 
NR_026082.1 
362222 


Mi 
ref 


teridae; 
ref|NR_026054.1 

3663577 366509 
ales; Corynebact 


ref 
RNA, 


NR_025976.1 
partial seq 


aceae; 


Arthrobacter pascens 


pascens Bacteria; 


Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


Arthrobacter 
2 3468823 Arthrobacter 


rococcineae; 


Arthrobacter citreus 


citreus Bacteria; 
aceae 


; Arthrobacter. 


Arthrobacter 
2 Arthrobacter 
cineae; Micrococcaceae; 


Actinomyces howellii 


66 3482380 Actinomyces howellii Bacteria; 


ae; Actinomyces. 
Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 

Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Mycobacterium avium 
1 3623683 Mycobacterium 


Actinomycetales; 


MAC). 
Mycobacterium 
2 Mycobacterium 
erineae; 


Clavibacter 
uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


472344 Bacteria_16S 
strain B62 16S ribosomal RNA, 


Proteobacteria; 


aggregatus strain B15 16S ribosomal RNA, partial sequence 3839632 3841072 Blasto 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geoderma 
Blastococcus. 

472344 Bacteria_16S 3905558 3905518 11 51 gi| 219846291 |ref|NR_025881.1 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 390691 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pse 
Pseudomonas. 

472344 Bacteria_16S 3963984 3963944 11 51 gi| 219846249 |ref|NR_025839.1 
strain 2761 16S ribosomal RNA, partial sequence 3963836 39652 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Rhodocyclus. 
472344 Bacteria_16S 4011227 4011191 56 92 gi|219846215|ref|NR_025805.1 
strain CM2104 16S ribosomal RNA, partial sequence 4011119 40125 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
472344 Bacteria_16S 4073199 4073171 65 93 gi|219846170|ref|NR_025760.1 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 407456 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cor 
Mycobacteriaceae; Mycobacterium. 

472344 Bacteria_16S 4199667 4199631 56 92 gi| 219846075 |ref|NR_025665.1 


strain CA15-8 16S ribosomal RNA, partial sequence 


Micrococcineae; Microbacteriaceae; 
3809345 3809305 11 51 
complete sequence 


gi 


3839748 3839712 56 92 gi 


Clavi 
219846356 
3809177 38107 
Gammaproteobacteria; Pseudomonadales; P 
472344 Bacteria_16S 


se 


bacter. 


ref |NR_025947.1 
Pseudomon 


ref|NR_025925.1 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 
udomonadaceae; 
219846335 


as. 

Blastococcus 
coccus aggregatus 
tophilaceae; 


Pseudomonas 
8 Pseudomonas 


udomonadaceae; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Janibacter melonis 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Arthrobacter koreensis 


4199561 4201031 Arthrobacter koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


472344 Bacteria_16S 
hispanicum strain 
Bacteria; 
472344 Bacteria_16S 
strain C3H-21 16S 


4239103 4239075 65 93 


4243581 4243545 56 92 
ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


472344 Bacteria_16S 30519 30436 10 93 
strain SS 1019 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Aerococcaceae; 
472344 Bacteria_16S 142673 142642 66 97 
strain Kysw2 16S ribosomal RNA, partial sequence 
Proteobacteria; 
472344 Bacteria_16S 


186937 186894 41 84 


GP34 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


Facklamia. 


gi| 219846042 


gi|219722939 


4243475 42448 
ococcineae; 


gi| 265679043 
30363 


gi| 265678967 


142594 14403 
Deltaproteobacteria; Desulfuromonadales; 


collagenovorans strain SG 16S ribosomal RNA, partial sequence 


collagenovorans Bacteria; Firmicutes; Clostridia; 
472344 Bacteria_16S 314899 314872 65 92 
strain 2678 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 


group. 


472344 Bacteria_16S 367734 367707 65 92 


castelarensis strain BJ-608 16S ribosomal RNA, partial 
castelarensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 


472344 Bacteria_16S 373711 373684 65 92 


nipponensis strain HKI 0315 16S ribosomal RNA, partial 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Kitasatospora. 
472344 Bacteria_16S 409048 409021 65 
ferralitis strain 


92 


Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 415434 415407 65 92 
populi BJ001 16S ribosomal RNA, partial sequence 
Bacteria; 
472344 Bacteria_16S 


435453 435426 65 92 


putterlickiae strain F18-98 16S ribosomal RNA, partial 
putterlickiae Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Kitasatospora. 


472344 Bacteria_16S 553219 553192 65 92 


flavogriseus strain CBS 101.34 16S ribosomal RNA, parti 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 


472344 Bacteria_16S 599884 599857 65 92 


cangkringensis strain D13P3 16S ribosomal RNA, partial 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
472344 Bacteria_16S 631985 631950 59 94 

strain Z 4493 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 


472344 Bacteria_16S 656207 656180 65 92 


melanosporofaciens strain NRRL B-12234 16S ribosomal RN. 
melanosporofaciens Bacteria; Actinobacteria; Actinobact 


Streptomycetaceae; Streptomyces. 


472344 Bacteria_16S 786039 786012 65 92 


Proteobacteria; Alphaproteobacteria; Rhizobia 


Eubacteriaceae; 


SFOp68 16S ribosomal RNA, partial sequence 
ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


gi| 265678683 


265678652 
sequence 


gi 


gi| 265678629 


631874 63335 
Acetobacterium. 


gi| 265678612 


gi|265678521 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 


beijiangensis Bacteria; Actinobacteria; Actinobacterida 


Streptomycetaceae; Streptomyces. 
472344 Bacteria_16S 824315 824288 65 
34635 16S ribosomal RNA, partial sequence 


92 


gi| 265678496 


824212 825662 Bosea 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


472344 Bacteria_16S 825817 825790 65 
34614 16S ribosomal RNA, partial sequence 


92 


gi| 265678495 


825713 827158 Bosea 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 


472344 Bacteria_16S 856082 856055 66 93 


gasicomitatum strain TB1-10 16S ribosomal RNA, partial 


gasicomitatum LMG 18811 Bacteria; Firmicutes; 


472344 Bacteria_16S 875727 875700 65 92 


scopiformis strain A25 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
472344 Bacteria_16S 951260 951221 11 50 
strain 146 16S ribosomal RNA, partial sequence 


Lactobacillales; 


265678474 
sequence 


gi 


gi|265678461 


gi| 265678411 


42390 


31864 


e; Actinomycet 


al sequenc 


A, partial 
eridae; Actino 


87568 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
seq 


ref 


ref 
ves 


ref 
ene 


ref 


ref 


11 4240418 Methyl 
les; Methylobacteriaceae; 


1 Desulfuromusa 


e 553128 554608 
Actinomyceta 


599812 601293 
Actinomyce 


785920 787418 
e; Actinomycet 


855982 857475 
Leucon 


6 877087 Strept 
Streptom 


NR_025632.1 


NR_024571.1 


NR_029351.1 


NR_029275.1 


ales; Strept 
NR_028988.1 
les; Strepto: 
NR_028957.1 
tales; Strep 


NR_028934.1 


NR_028917.1 
uence 656132 
mycetales; S 
NR_028825.1 
ales; Strept 


NR_028799.1 
trisii Bacte 


NR_028798.1 
ae Bacteria; 


NR_028777.1 


ostoc. 
NR_028764.1 


ycineae; Str 


ref 


Methylobacterium 
obacterium hispanicum 
Methylobacterium. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 
Dermabacteraceae; Brachybacterium. 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Desulfuromusa kysingii 
kysingii Bacteria; 


Desulfuromonadaceae; Desulfuromusa. 
gi|265678938|ref|NR_029246.1| Clostridium 
186799 188298 Clostridium 
Clostridiales; Clostridiaceae; Clostridium. 
gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
314818 316231 Rickettsia canadensis Bacteria; 
kettsiaceae; Rickettsieae; Rickettsia; typhus 
gi| 265678809 |ref|NR_029114.1| Streptomyces 
sequence 367645 369119 Streptomyces 
e; Actinomycetales; Streptomycineae; 
gi| 265678805 |ref|NR_029110.1| Kitasatospora 
sequence 373661 375050 Kitasatospora 
Actinomycetales; Streptomycineae; 
gi| 265678782 |ref|NR_029087.1| Streptomyces 
408966 410455 Streptomyces 
Actinomycetales; Streptomycineae; 
gi| 265678777 |ref|NR_029082.1| Methylobacterium 
415329 416805 Methylobacterium populi BJ001 
les; Methylobacteriaceae; Methylobacterium. 
gi|265678764|ref|NR_029069.1| Kitasatospora 
sequence 435340 436871 Kitasatospora 


omycineae; 


Streptomyces 
Streptomyces 
mycineae; 


Streptomyces 
Streptomyces 


tomycineae; 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Streptomyces 
657614 Streptomyces 
treptomycineae; 


Streptomyces 
Streptomyces 
omycineae; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Leuconostoc 
Leuconostoc 


Streptomyces 
omyces scopiformis 
eptomycetaceae; 


NR_028713.1 


Curvibacter delicatus 


951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 


472344 Bacteria_ 


cheerisanensis st 
cheerisanensis Ba 
Streptomycetaceae 


472344 Bacteria_ 


strain 7-1 16S ri 
B 


Proteobacteria; 
472344 Bacteria_ 
strain IFM 10084 


16S 968100 968073 65 92 gi 
rain YC75 16S ribosomal RNA, partial s 
; Kitasatospora. 

16S 1036955 1036916 11 50 
bosomal RNA, partial sequence 
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30 Nocardia higoensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

472344 Bacteria_16S 1044596 1044573 62 85 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 

strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

472344 Bacteria_16S 1085100 1085073 65 92 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 

strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 1129065 1129038 65 92 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 

strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 

Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 

fever group. 

472344 Bacteria_16S 1307156 1307129 65 92 gi|228721493|ref|NR_027616.1| Streptomyces 

thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 

Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 1364965 1364938 65 92 gi|228719040|ref|NR_027578.1| Nitrobacter 

hamburgensis strain X14 16S ribosomal RNA, partial sequence 1364867 1366328 Nitrobacter hamburgensis X14 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

472344 Bacteria_16S 1423900 1423861 11 50 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

472344 Bacteria_16S 1425404 1425377 65 92 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 1426969 1426942 65 92 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 1437845 1437806 11 50 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

472344 Bacteria_16S 1466527 1466488 56 95 gi|224581408|ref|NR_027189.1| Treponema putidum 
strain JZC3 16S ribosomal RNA, partial sequence 1466484 1467891 Treponema putidum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

472344 Bacteria_16S 1474005 1473978 65 92 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 1487838 1487811 65 92 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 1555647 1555620 65 92 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

472344 Bacteria_16S 1557143 1557116 65 92 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

472344 Bacteria_16S 1558637 1558610 65 92 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

472344 Bacteria_16S 1588932 1588905 65 92 gi| 219878485 |ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
472344 Bacteria_16S 1590480 1590453 65 92 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
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472344 Bacteria_16S 1774593 1774566 65 92 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 
longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 2053544 2053517 65 92 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 2056524 2056497 65 92 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 2058064 2058037 65 92 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 2109926 2109899 65 92 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
472344 Bacteria_16S 2167392 2167365 65 92 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
472344 Bacteria_16S 2176545 2176518 66 93 gi|219857615|ref|NR_025204.1| Leuconostoc inhae 


strain IH003 16S 
Firmicutes; Lacto 
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472344 Bacteria_16S 2196226 2196199 55 82 gi|219857601|ref|NR_025189.1| Lactobacillus 
pantheris strain LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
pantheris Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 2246157 2246130 65 92 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 2247733 2247706 65 92 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 2256920 2256893 65 92 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 2260044 2260017 65 92 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 2261650 2261571 10 89 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

472344 Bacteria_16S 2299546 2299519 65 92 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

472344 Bacteria_16S 2353978 2353891 10 97 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
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Streptomycetaceae; 
472344 Bacteria_16S 
paracochleata str 
paracochleata Bac 
Streptomycetaceae; 
472344 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae; 
472344 Bacteria_16S 
strain OS-3256 16 


eria; 


472344 Bacteria_16S 


Firmicutes; 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


teria; Actinobacteria; Actinobacterida 
Streptomyces. 


3278173 3278138 59 94 gi 


DSM 8237 16S ribosomal RNA, partial se 
Clostridial 


Clostridia; 
3447548 3447521 65 92 
40445 16S ribosomal RNA, 


gi 


3449114 3449087 65 92 gi 


16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


3484094 3484067 65 92 gi 


3485661 3485634 65 92 gi 


n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3488767 3488736 66 97 gi 


3490289 3490262 65 92 gi 
40221 16S ribosomal RNA, partial 


ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3520503 3520472 66 97 gi 


in DSM 2377 16S ribosomal RNA, partial 
Deltaproteobacte 


Proteobacteria; 


3596934 3596859 9 84 gi 


n RHM5 16S ribosomal RNA, partial sequ 
Lachno 


Clostridia; Clostridiales; 


3637645 3637618 65 92 gi 


strain AT37 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


3639197 3639170 65 92 gi 


rans strain AT52 16S ribosomal RNA, pa 
rans Bacteria; Actinobacteria; Actinob 
Streptomyces. 


3640767 3640740 65 92 gi 


ain M-13 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
Kitasatospora. 


3642292 3642265 65 92 gi 


n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


3643824 3643797 65 92 gi 


3678991 3678964 65 92 gi 


complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Stre 


e; 


219846735 
quence 
es; 
219846611 
sequence 
Ac 


219846610 
al 


es; 


219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 
219846585 
sequence 


219846583 


6S ribosomal RNA, partial sequence 3488653 34901 
eltaproteobacteria; Desulfuromonadales 


v 
219846582 

sequence 

Ac 


219846562 
sequence 
ria; 


219846509 
ence 35967 
spiraceae; 
219846480 
sequence 
idae; 


219846479 
rt 


acteridae; 


219846478 
quence 
e; 


219846477 
sequence 
Actinomyc 


219846476 


3643713 36451 
Stre 


ptomycinea 
219846451 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 


Actinomycet 


Eubact 


tinomyce 


34490 
Stre 


omycinea 


Actinomyc 


Desulfur 


tinomyce 


Desul 


Acti 


ial sequ 


Actinomycet 


ales; Strept 
ref |NR_026327.1 

3278074 327953 
eriaceae; Acetob 
ref |NR_026203.1 

3447437 344895 
tales; Streptomy 


ref|NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Streptom 


ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026174.1 

3490176 349169 
tales; Streptomy 


ref|NR_026154.1 
3520389 352188 
furomonadales; P 


ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref |NR_026072.1 

3637554 363905 
nomycetales; Str 


ref 
ence 
Act 


NR_026071.1 
363910 
inomycetales 


NR_026070.1 
640656 364213 
ales; Strept 


ref 


Ww 


ref|NR_026069.1 
3642181 364366 
etales; 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 


omycineae; 


Acetobacterium 
2 Acetobacterium 
acterium. 
Streptomyces 

2 Streptomyces 
cineae; 


Streptomyces caelestis 
omyces caelestis 


eptomycetaceae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

6 Streptomyces 
ycineae; 


Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Streptomyces 
3 Streptomyces 
cineae; 


Pelobacter 
2 Pelobacter 
elobacteraceae; 


Clostridium 
idium lentocellum 


m. 


Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
Streptomycineae; 


v 


Kitasatospora 
0 Kitasatospora 


omycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 


ceae; Kitasatospora. 


ref|NR_026042.1 
3678896 368032 


Rickettsia 
3 Rickettsia 


aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


Rickettsia; spotted fever group. 
472344 Bacteria_16S 3780711 3780684 65 


strain RB 16S ribosomal RNA, partial sequence 


92 gi| 219846376 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


fever group. 


472344 Bacteria_16S 3829339 3829296 9 


ATCC 35205 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 
472344 Bacteria_16S 


Clostridiales; 
3845855 3845828 65 


rhipicephali strain 3-7-6 16S ribosomal RNA, 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; 


Rickettsia; spotted fever group. 
472344 Bacteria_16S 3848835 3848808 65 


strain Mtul 16S ribosomal RNA, partial sequence 


complete sequence 


92 gi| 219846329 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; 


fever group. 
472344 Bacteria_16S 
strain ATCC 19812 


3918907 3918880 65 
16S ribosomal RNA, 


Actinobacteria; Actinobacteridae; Actinomycetales; 


472344 Bacteria_16S 
strain ATCC 25495 


3920489 3920462 65 


Streptomyces. 


472344 Bacteria_16S 3922070 3922043 65 


eurythermus strain ATCC 14975 16S ribosomal RNA, 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
472344 Bacteria_16S 3923649 3923622 65 


neyagawaensis strain ATCC 27449 16S ribosomal RNA, 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
472344 Bacteria_16S 3925230 3925203 65 


diastatochromogenes strain ATCC 12309 16S ribosomal RNA, 


16S ribosomal RNA, complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 
92 gi| 219846280 
3920367 


92 gi| 219846279 
complete sequence 


ref 
3780594 3782084 Rickettsia honei Bacteria; 


Rickettsiales; 


ref 
3848728 3850167 Rickettsia massiliae Bacteria; 


ref 


ref 


Actinomycetales; 


NR_025967.1| Rickettsia honei 


Rickettsieae; Rickettsia; spotted 


52 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
3829173 3830684 Heliobacterium chlorum Bacteria; 
Heliobacteriaceae; Heliobacterium. 
92 gi|219846331|ref|NR_025921.1| Rickettsia 


3845748 3847187 Rickettsia 
Rickettsiaceae; Rickettsieae; 


NR_025919.1| Rickettsia massiliae 


Rickettsieae; Rickettsia; spotted 
92 gi|219846281|ref|NR_025871.1| Streptomyces tendae 
complete sequence 3918787 3920316 Streptomyces tendae Bacteria; 


Streptomycetaceae; Streptomyces. 
NR_025870.1| Streptomyces sampsonii 
3921897 Streptomyces sampsonii 


Streptomycineae; Streptomycetaceae; 


NR_025869.1| Streptomyces 
3921948 3923478 Streptomyces 
Streptomycineae; 


92 gi|219846278|ref|NR_025868.1| Streptomyces 
complete sequence 3923529 3925059 Streptomyces 
Actinomycetales; Streptomycineae; 
92 gi|219846277|ref|NR_025867.1| Streptomyces 


complete s 


diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Act 


Streptomycetaceae; Streptomyces. 
472344 Bacteria_16S 3926811 3926784 65 


acidiscabies strain RL-110 16S ribosomal RNA, 


92 gi|219846276 
complete sequence 


acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


Streptomycetaceae; Streptomyces. 
472344 Bacteria_16S 3928391 3928364 65 
strain RL-34 16S ribosomal RNA, 


472344 Bacteria_16S 3957868 3957841 55 


laevolacticus strain M-8 16S ribosomal RNA, 


laevolacticus Bacteria; 
472344 Bacteria_16S 


Firmicutes; 
4126174 4126147 65 


strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


472344 Bacteria_16S 4201143 4201116 65 
olivochromogenes 
olivochromogenes 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 4202641 4202614 65 
strain B7319 16S 


472344 Bacteria_16S 4204189 4204162 65 


koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
472344 Bacteria_16S 12084 12042 39 


strain 513A 16S ribosomal RNA, partial sequence 


Spirochaetes; 


472344 Bacteria_16S 28899 28873 56 


amylolyticus strain LA 5 16S ribosomal RNA, partial sequence 
Lactobacillales; 


amylolyticus Bacteria; 
472344 Bacteria_16S 


Firmicutes; 


34910 34876 61 


brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 


brennaborense Bacteria; Spirochaetes; 
472344 Bacteria_16S 183807 183769 55 
1787 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Bacillales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Spirochaetales; Brachyspiraceae; Brachyspira. 


Clostridiaceae; 


ref 


equence 3925110 3926640 Streptomyces 
inomycetales; Streptomycineae; 


NR_025866.1| Streptomyces 
3926691 3928220 Streptomyces 
tales; Streptomycineae; 


92 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
3928271 3929800 Streptomyces scabiei Bacteria; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
82 gi|219846253|ref|NR_025843.1| Sporolactobacillus 


complete sequence 
Sporolactobacillace 
92 gi| 219846132 

4126077 4127564 
Streptomycineae; 
92 gi|219846074 


92 gi| 219846073 

4202580 4204027 
Streptomycineae; 
92 gi|219846072 


81 gi|265679055 
11961 13410 


ref 


ref 
strain DSM 40451 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; 


ref 


ref 
Actinomycetales; 


ref 


3957761 3959244 Sporolactobacillus 
ae; Sporolactobacillus. 
NR_025722.1| Streptomyces africanus 
Streptomyces africanus Bacteria; 
Streptomycetaceae; Streptomyces. 
NR_025664.1| Streptomyces 

4201082 4202529 Streptomyces 


Actinomycetales; Streptomycineae; 


NR_025663.1| Streptomyces aureus 
Streptomyces aureus Bacteria; 
Streptomycetaceae; Streptomyces. 
NR_025662.1| Streptomyces 
4204078 4205565 Streptomyces 
Streptomycineae; 


NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 


82 gi|265679044|ref|NR_029352.1| Lactobacillus 
28769 30312 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
95 gi|265679040|ref|NR_029348.1| Treponema 
34837 36333 Treponema 
Spirochaetales; Spirochaetaceae; Treponema. 
93 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 


183663 185179 Clostridium nexile DSM 1787 Bacteria; 


Clostridium. 


472344 Bacteria_16S 


chartatabidum str 
chartatabidum Bac 


472344 Bacteria_16S 


strain CFBP 2022 
Proteobacteria; 


J18 16S ribosomal 
Actinobacteridae; 


472344 Bacteria_16S 


G 
472344 Bacteria_16S 


197507 197477 54 84 gi|265678931|ref|NR_029239.1| Clostridium 
ain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
teria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

457065 457027 11 49 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

466010 465972 54 92 gi|265678740|ref|NR_029045.1| Rothia amarae strain 

RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 
704482 704456 67 93 gi| 265678579 |ref|NR_028884.1| Friedmanniella 


lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

472344 Bacteria_16S 730420 730390 54 84 gi| 265678561 |ref|NR_028865.1| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

472344 Bacteria_16S 830458 830424 59 93 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

472344 Bacteria_16S 832015 831981 59 93 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

472344 Bacteria_16S 909345 909315 54 84 gi| 265678438 |ref|NR_028740.1| Clostridium 
xylanovorans strain HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
xylanovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 1076105 1076067 54 92 gi|265678325|ref|NR_028627.1| Rarobacter incanus 
strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 
472344 Bacteria_16S 1162341 1162319 62 84 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 


DSM 9946 16S ribo 


DSM 12563 16S rib 
Bacteria; Spiroch 


472344 Bacteria_16S 


strain HI 11/12 1 
Bacteria; Aquific 


472344 Bacteria_16S 


paucivorans strai 
Bacteria; Firmicu 


472344 Bacteria_16S 


mcbrellneri ATCC 
ATCC 49030 Bacter 
Brevibacteriaceae 


472344 Bacteria_16S 


strain NCIMB 7030 
Actinobacteria; A 


472344 Bacteria_16S 


strain L1-82 16S 
Bacteria; 


strain TH-23 16S 
Firmicutes; Bacil 


472344 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


472344 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


472344 Bacteria_16S 


strain 4-0 16S ri 
intestinalis stra 
intestinalis Bact 


strain DSM 5661 1 
Firmicutes; Lacto 


Firmicutes; 
472344 Bacteria_16S 


aetes; Spirochaetales; Brachyspiraceae; 
1230396 1230374 67 89 gi 

6S ribosomal RNA, 
ae; Aquificales; Aquificaceae; Thermoc 
1236517 1236487 54 84 gi 
n SYR1 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
1260495 1260469 67 93 gi 


ri 


en 
sp 


ribosomal RNA, partial sequence 
Clostridia; Clostridiales; 
1419226 1419196 55 85 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1522314 1522280 61 95 
ribosomal RNA, partial sequence 
rochaetales; 


Lachno 
gi 


sp 


gi 


Spirochaetaceae; Treponema. 
1687826 1687796 54 84 gi 
bosomal RNA, partial sequence 


somal RNA, partial sequence 1162257 1163688 Meiot 
Deinococcus-Thermus; 
472344 Bacteria_16S 


219878251 


219846707 


49030 16S ribosomal RNA, partial sequence 12603 
ia; Actinobacteria; Actinobacteridae; Actinomyce 
; Brevibacterium. 
1298017 1297991 67 93 gi| 219846893 
55 16S ribosomal RNA, partial sequence 12979 
ctinobacteridae; Actinomycetales; Micrococcineae 
1383237 1383199 55 93 gi|228716944 


1383100 13845 


224581445 
1419106 14206 


219857543 
1522207 15236 


219878415 
1687712 16892 


Deinococci; Thermales; Thermaceae; Meiothermus. 
1177541 1177499 39 81 gi|228718030|ref 
osomal RNA, partial sequence 1177428 11788 


Brachysp 
219878275 
complete sequence 1230306 12317 


nis. 


ce 12363 
iraceae; 


iraceae; 


ira. 


ref 


ref 


Par 
ref 


tale 
ref 


, Br 
ref 


Ros 


ref 


ref 


ref 


hermus silvanus 


93 Thermocrinis 


92 1237878 Paras 


97 1261800 Brevi 


19 1299312 Brevi 


NR_027570.1 


NR_025414.1 


NR_025390.1 
Pp 
asporobacter 
NR_026299.1 
b 
s; Micrococc 
NR_026485.1 
b 
evibacteriac 
NR_027557.1 


eburia. 
NR_027227.1 


NR_025131.1 


NR_025554.1 


eria; 
472344 Bacteria_16S 


bacillales; 


lales; Bacillaceae; 
1780773 1780747 67 
1837072 1837046 56 


Firmicutes; 
1838635 1838609 56 


472344 Bacteria_16S 
strain DSM 497 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacil 


1841738 1841708 55 


lales; Bacillaceae; 


bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 
in DSM 6629 16S ribosomal RNA, partial 
Lactobacillales; 


Bacillus. 


93 gi 


82 gi 


Lac 


82 gi 


6S ribosomal RNA, partial sequence 1838512 18400 
Lactobacillaceae; 


Lactobac 


85 gi 


1780670 17821 


219878349 


ococcineae 
219878310 
sequence 
tobacillac 
219878309 


illus. 
219878307 


ref |NR_025488.1 


; Micrococcaceae 
ref |NR_025449.1 

1836949 183846 
eae; Lactobacill 
ref |NR_025448.1 
21 Lactobacillus 


ref 


DSM 9946 Bacteria; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Thermocrinis albus 


albus DSM 14484 


Parasporobacterium 
orobacterium paucivorans 
ium. 

Brevibacterium 
acterium mcbrellneri 
ineae; 


Brevibacterium avium 
acterium avium Bacteria; 
eae; Brevibacterium. 
Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Treponema parvum 


91 Treponema parvum Bacteria; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Citricoccus muralis 


24 Citricoccus muralis Bacteria; 


; Citricoccus. 


Lactobacillus 

1 Lactobacillus 

us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Bacillus halodurans 


NR_025446.1 


1841624 1843132 Bacillus halodurans Bacteria; 


472344 Bacteria_16S 
strain CCUG 35957 


472344 Bacteria_16S 
ficulneus strain 
Bacteria; Firmicutes; 
472344 Bacteria_16S 

strain ATCC 49929 
Bacteria; Actinob 
Propioniferax. 
472344 Bacteria_16S 
australiense stra 


Propionibacteriac 
472344 Bacteria_16S 
strain A3.12 16S 
Proteobacteria; 
472344 Bacteria_16S 
capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 
472344 Bacteria_16S 
spumicola strain 
spumicola Bacteri 
Nocardioidaceae; 
472344 Bacteria_16S 


2034859 2034821 54 


2250806 2250780 67 


2357057 2357031 67 


2358571 2358545 67 


2532918 2532860 39 


2534413 2534387 67 


2587385 2587359 67 


2744841 2744803 54 


Al1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 
472344 Bacteria_16S 
strain GTC 854 16 
Firmicutes; Bacil 
472344 Bacteria_16S 
strain IFO 16295 


lales; 


2768633 2768603 55 


Bacillaceae; 
2770164 2770142 63 


92 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


93 


FS-1 16S ribosomal RNA, partial sequen 


Lactobacillales; Fructobacillus. 


93 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


93 


in LCDC-98A072 16S ribosomal RNA, part 
australiense Bacteria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 


97 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Bdellovibrionales; 


93 


Ben 108 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 


93 


Ben 107 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 


92 
27 


Actinomycetales; Micrococcineae; Microc 


85 


S ribosomal RNA, partial sequence 
Bacillus. 


85 


16S ribosomal RNA, partial sequence 2770058 27715 


219878171|ref 

2034753 2 
occineae; 
219857565 
ce 22507 


gi 


ref 
182 


gi 


219857489 
23569 
Prop 


ref 
68 2 


gi 
ales; 


219857488 
ial sequen 


ref 
ce 2 


gi 


gi|219857355 
2532800 25342 
B 
219857354 


ref 


gi ref 


inomycet 


gi|219857276|ref 


inomycet 


gi| 219857157 
44758 2746095 Rothi 
occaceae; 
gi|219857138|ref 
2768556 27700 
219857137 


gi ref 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


472344 Bacteria_16S 


aurantiacum strain YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


aurantiacum Bacte 


2940682 2940652 55 


Micromonosporaceae; Virgisporangium. 


472344 Bacteria_16S 


antarctica strain AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Friedmanniella. 


Nocardioidaceae; 
472344 Bacteria_16S 


2969430 2969404 67 


2983208 2983178 54 


85 


93 


strain JaH 16S ribosomal RNA, partial sequence 


Firmicutes; 
472344 Bacteria_16S 
strain M-29c 16S 
Firmicutes; 
472344 Bacteria_16S 
strain S369-98-1 
Firmicutes; 
472344 Bacteria_16S 
strain HK1 0089 1 


472344 Bacteria_16S 
strain DSM 10020 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; P 
472344 Bacteria_16S 3241981 3241959 62 84 gi|219846759|ref|NR_026351.1 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 324339 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desu 
Desulfovibrio. 

472344 Bacteria_16S 3494750 3494724 67 93 gi| 219846579 |ref|NR_026171.1 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermo 


Bacteria; Actinob 
Thermocrispum. 

472344 Bacteria_16S 
strain DSM 8720 1 
Firmicutes; Bacil 
472344 Bacteria_16S 


Bacillales; 


Lactobacillales; 


6S ribosomal RNA, 
lales; 


Bacillaceae; 
3037854 3037816 56 


Enterococcaceae; 
3063786 3063740 39 


3132681 3132647 58 


3231304 3231274 54 


3540388 3540358 54 


Bacillaceae; 
3549689 3549659 54 


Bacillus. 


ribosomal RNA, partial sequence 
Lactobacillales; 


16S ribosomal RNA, partial sequence 3063651 30650 
Streptococcaceae; 


Actinomycetales; Propionib 
84 gi|219846934|ref|NR_026526.1 
2983106 29845 
94 gi| 219846897 |ref|NR_026489.1 
3037737 30392 
Vagococcus. 
85 gi| 219846879 |ref|NR_026471.1 
27 Streptococcus 
Streptococcus. 
92 gi|219846833|ref|NR_026425.1 


6S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


84 


16S ribosomal RNA, partial sequence 3231181 32326 


acteria; Actinobacteridae; Actinomycet 


Bacillus. 


219856829 
equence 
Actinomyc 


gi ref 


gi| 219846944 |ref 


occineae; De 


gi| 219846766 |ref 


ales; Pseudonocardineae; P 
84 gi| 219846549 |ref|NR_026141.1 

complete sequence 3540266 35417 
84 gi| 219846543 |ref|NR_026135.1 


paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 


paraputrificum Bacteria; 


Firmicutes; 


Clostridia; 


Clostridiales; Clost 


ioni 


Actinomyceta 
56 Peredibacter 
acteriovorac 


2534307 25357 


ales; Propionibacterineae; 


2587275 25887 
ales; 


Rothia. 


2940579 294204 
etal 


2969338 297081 


56 Peptoniphilus 


NR_025310.1 
036233 Rothi 


NR_025153.1 
252192 Fruct 


NR_025077.1 


358432 Propi 
bacterineae 


NR_025076.1 
358483 235995 


NR_024943.1 
aceae; 


NR_024942.1 
8 


NR_024907.1 
4 
Propionib 


NR_024785.1 
ria Bacteri 


NR_024766.1 


NR_024765.1 


Nocardiacea 
NR_024648.1 


es; Micromon 


NR_026536.1 


rmacoccaceae 
NR_026358.1 


a 
Micrococcaceae; 


les; Propion 


a; 


Rothia nasimurium 
nasimurium Bacteria; 
Rothia. 
Fructobacillus 


obacillus ficulneus 


Propioniferax innocua 


oniferax innocua 
, 


Propionibacteriaceae; 
Propionibacterium 
1 Propionibacterium 


ibacterineae; 


Peredibacter starrii 


starrii Bacteria; 
Pered 


ibacter. 
Friedmanniella 
3 Friedmanniella 


Friedmanniella 
9 Friedmanniella 


acterineae; 


Rothia aeria strain 
Actinobacteria; 


Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Rhodococcus jostii 


50 Rhodococcus jostii Bacteria; 


e; Rhodococcus. 
Virgisporangium 
7 Virgisporangium 
osporineae; 


Friedmanniella 
0 Friedmanniella 


acterineae; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Streptococcus ovis 
ovis Bacteria; 


Demetria terragena 


43 Demetria terragena Bacteria; 


; Demetria. 
Peptoniphilus harei 
harei Bacteria; 

eptoniphilus. 

Desulfovibrio 

3 Desulfovibrio 

1lfovibrionaceae; 


Thermocrispum agreste 
crispum agreste 


seudonocardiaceae; 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Clostridium 


354957 
ridiaceae; C 


2 3551038 Clostridium 
lostridium. 


472344 Bacteria_16S 3555886 3555848 11 49 gi|219846538|ref|NR_026130.1| Zoogloea ramigera 
strain 106 16S ribosomal RNA, partial sequence 3555718 3557247 Zoogloea ramigera Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

472344 Bacteria_16S 3595364 3595326 55 93 gi|219846511|ref|NR_026103.1] Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 3601546 3601520 67 93 gi|219846505|ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

472344 Bacteria_16S 3613601 3613575 67 93 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 
strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Alloiococcus. 

472344 Bacteria_16S 3719521 3719491 54 84 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 3850322 3850292 54 84 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

472344 Bacteria_16S 3874747 3874709 11 49 gi|219846312|ref|NR_025902.1| Neisseria weaveri 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 3876101 Neisseria weaveri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

472344 Bacteria_16S 4023318 4023284 56 90 gi|219846207|ref|NR_025797.1| Agromyces salentinus 


strain 20-5 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 


Micrococcaceae; 


472344 Bacteria_16S 


strain 1843-02 16 
Firmicutes; 


472344 Bacteria_16S 


strain ATCC 29799 
Bacteria; 


condimenti strain 


Bacteria; 


Desulfospira. 


472344 Bacteria_16S 


strain 58/1971 16 


Firmicutes; Bacil 


472344 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


ococcineae; Microbacteriaceae; Agromyces. 

4058080 4058054 67 93 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

Citricoccus. 

4170833 4170795 56 94 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 

S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Lactobacillales; Enterococcaceae; Vagococcus. 
4192306 4192232 10 84 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
39304 39279 59 84 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 

tes; Bacillales; Staphylococcus. 

77185 77156 68 97 gi|265679012|ref|NR_029320.1| Desulfospira 
in B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

80118 80089 55 84 gi|265679010|ref|NR_029318.1| Listeria innocua 
S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
lales; Listeriaceae; Listeria. 

99974 99945 55 84 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
ibosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
lales; Bacillaceae; Halobacillus. 

109075 109038 56 93 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 


472344 Bacteria_16S 


G33 16S ribosomal 
Actinobacteridae; 


strain BR 16S rib 
Spirochaetes; Spi 


472344 Bacteria_16S 


strain 136 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 


ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 


472344 Bacteria_16S 


aurantiacus strai 
aurantiacus Bacte 
Kineosporiaceae; 


472344 Bacteria_16S 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


472344 Bacteria_16S 


Bacteroidetes; 
472344 Bacteria_16S 


Firmicu 
472344 Bacteria_16S 
joergensenii stra 
joergensenii Bact 


ibosomal RNA, partial sequence 


RNA, partial sequence 


110600 110567 61 
osomal RNA, partial sequence 
rochaetales; 


94 gi 


119903 119878 67 92 
bosomal RNA, partial sequence 


gi 


133652 133627 67 92 gi 
n NC 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


147119 147094 67 92 gi 
n Ra 333 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Kineococcus. 

157962 157937 67 92 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Microbacterium. 
159480 159455 67 


, 


92 gi 


Actinomycetales; Micrococcineae; Micr 
472344 Bacteria_16S 


4023267 40246 


108968 110448 Kocur 
ococcaceae 


265678988 


110499 11199 
Spirochaetaceae; Treponema. 


265678982 


119823 12132 
ococcineae 


265678973 
ce 13354 
ales; 


265678964 
quence 
Actinomyc 


265678957 
sequence 
Actinomyc 


265678956 


helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 


Micr 


arians Bacte 
curia. 
NR_029296.1 


iav 
7 Ko 
ref 


ref|NR_029290.1 


; Cellulomonadac 
ref|NR_029281.1 
6 135015 Arthro 
ococcineae; Micr 


ref |NR_029272.1 
147044 148460 
etales; Kineospo 


ref|NR_029265.1 
157869 159336 
etales; Micrococ 


47 Agromyces salentinus Bacteria; 


ria; Actinobacteria; 


Cellulomonas uda 


2 Cellulomonas uda Bacteria; 


eae; Cellulomonas. 
Arthrobacter 
bacter ureafaciens 
ococcaceae; 


Kineococcus 
Kineococcus 
riineae; 


Microbacterium 
Microbacterium 
cineae; 


ref|NR_029264.1 
159387 160848 


Pseudoclavibacter 
Pseudoclavibacter 


Treponema maltophilum 
2 Treponema maltophilum Bacteria; 


helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Pseudoclavibacter 


472344 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


472344 Bacteria_16S 


strain LC 1 16S r 


182236 182207 55 84 
bosomal RNA, partial sequence 


gi 


265678941 
182124 18361 


ref|NR_029249.1| Clostridium irregulare 
2 Clostridium irregulare Bacteria; 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
243810 243789 72 93 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
ibosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 
472344 Bacteria_16S 264795 264766 56 85 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
472344 Bacteria_16S 269352 269275 7 84 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae Sedis; Thermoanaerobacterium. 
472344 Bacteria_16S 282921 282892 68 97 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 
472344 Bacteria_16S 310339 310286 39 92 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 
472344 Bacteria_16S 319258 319229 56 85 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
472344 Bacteria_16S 344029 343992 56 93 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
472344 Bacteria_16S 361877 361788 8 97 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
472344 Bacteria_16S 395168 395139 55 84 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 
472344 Bacteria_16S 396693 396668 67 92 gi|265678790|ref|NR_029095.1]| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 
472344 Bacteria_16S 398218 398197 64 85 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 
472344 Bacteria_16S 405991 405966 67 92 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; A 
Xylanibacterium. 


472344 Bacteria_16S 


gastricus strain 
gastricus Bacteri 


472344 Bacteria_16S 


strain YIM 70085 
Actinobacteria; A 


472344 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


472344 Bacteria_16S 


strain R 16086 16 
Firmicutes; Bacil 


472344 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


472344 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


472344 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


472344 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


S ribosomal RNA, complete sequence 
lales; Macrococcus. 

453946 453921 59 84 

S ribosomal RNA, complete sequence 
lales; Macrococcus. 

501424 501395 55 84 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


gi 


472344 Bacteria_16S 


picturae strain R 
Bacteria; 


Firmicutes; 


452220 45376 


265678751 
453819 45536 


265678717 
501307 50281 


531788 531759 55 84 gi| 265678697 
S ribosomal RNA, partial sequence 531745 53318 
lales; Bacillaceae; Bacillus. 

540964 540939 59 84 gi| 265678691 
CW1l 16S ribosomal RNA, partial sequence 54086 
tes; Bacillales; Staphylococcus. 

584973 584944 55 84 gi| 265678662 
16S ribosomal RNA, partial sequence 58488 
lales; Bacillaceae; Bacillus. 

606043 606014 55 84 gi| 265678647 
-5321 16S ribosomal RNA, partial sequence 60592 

Bacillales; Bacillaceae; Oceanobacillus. 


ctinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 

412258 412221 56 93 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

421451 421414 56 93 gi| 265678773 |ref|NR_029078.1| Yaniella halotolerans 
16S ribosomal RNA, partial sequence 421328 422830 Yaniella halotolerans Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Yaniellaceae; Yaniella. 

452347 452322 59 84 gi|265678752|ref|NR_029057.1| Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


ref|NR_029056.1| Macrococcus hajekii 
6 Macrococcus hajekii Bacteria; 


ref|NR_029022.1| Bacillus indicus 
1 Bacillus indicus Bacteria; 


ref|NR_029002.1| Bacillus drentensis 

2 Bacillus drentensis Bacteria; 
ref|NR_028996.1| Staphylococcus 

2 542331 Staphylococcus nepalensis 
ref|NR_028967.1| Bacillus barbaricus 

8 586308 Bacillus barbaricus Bacteria; 
ref |NR_028952.1| Oceanobacillus 


0 607435 Oceanobacillus picturae 


472344 Bacteria_16S 


strain CE2105 16S 


marismortui strai 
Bacteria; Firmicu 


472344 Bacteria_16S 


nematophilus stra 
nematophilus Bact 


472344 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


472344 Bacteria_16S 


postgatei strain 
Bacteria; Proteob 


472344 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


472344 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Promicromonospora 


472344 Bacteria_16S 


strain ASpGl1 16S 
Spirochaetes; Spi 


472344 Bacteria_16S 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


472344 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


472344 Bacteria_16S 


radiotolerans str 
radiotolerans Bac 
Kineosporiaceae; 


472344 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


472344 Bacteria_16S 


subroseum strain 
subroseum Bacteri 
Streptosporangiac 


472344 Bacteria_16S 


heliotrinireducen 
heliotrinireducen 
Coriobacteriaceae 


472344 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


472344 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


472344 Bacteria_16S 


strain FC 097-2 1 
Tenericutes; Moll 


472344 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 
472344 Bacteria_16S 


ryukyuensis strai 
ryukyuensis Bacte 


472344 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


472344 Bacteria_16S 


strain DF-32 16S 
Actinobacteria; A 
Microbispora. 


472344 Bacteria_16S 
halophilum strain 76 16S ribosomal RNA, partial sequence 


628979 628950 65 94 
ribosomal RNA, partial sequence 


gi 


718163 718134 55 84 gi 
n 123 16S ribosomal RNA, complete sequ 
tes; Bacillales; Bacillaceae; Virgibac 
761389 761360 55 84 gi 
in NEMla 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Paenibac 
764491 764470 72 93 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
778387 778358 68 97 gi 
2ac9 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
779928 779895 59 92 gi 
ribosomal RNA, partial sequence 


781474 781449 67 92 gi 
train XILO7 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
ceae; Xylanimonas. 

792196 792167 56 85 

ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
801435 801390 39 84 gi 
in C21 16S ribosomal RNA, complete seq 
eria; Firmicutes; Clostridia; Clostrid 


gi 


804415 804394 72 93 gi 


ridia; Clostridiales; Veillonellaceae; 
851518 851493 67 92 gi 
ain SRS30216 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
Kineococcus. 

852949 852916 64 97 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


874290 874261 56 85 gi 
CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; A 
eae; Streptosporangium. 
920257 920232 67 

s strain RHS1 16S ribosomal 
s Bacteria; Actinobacteria; 
Slackia. 

931026 930997 55 84 gi 
um strain SPL73 16S ribosomal RNA, par 
um Bacteria; Firmicutes; Clostridia; C 
957377 957352 59 84 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
984870 984845 68 93 gi 
6S ribosomal RNA, 


92 gi 
RNA, parti 
Coriobacte 


’ 


1018514 1018489 59 84 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


ribosomal RNA, partial sequence 


ctinobacteridae; Actinomycetales; Stre 


1112402 1112377 67 92 gi 


628893 63029 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
472344 Bacteria_16S 


779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


792094 79356 


16S ribosomal RNA, partial sequence 804384 80579 


complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 


succinus Bacteria; 


1055168 1055139 55 84 gi| 265678340 
n 015-7 16S ribosomal RNA, partial sequence 
ria; Firmicutes; Bacillales; Bacillaceae; Parali 

1098750 1098721 56 85 gi| 265678310 
in IFO 16266 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; Actinomy 
eae; Acrocarpospora. 

1107866 1107837 56 85 gi| 265678303 


1107766 11092 


265678631 


Rhodospiri 
265678569 
ence 71801 
illus. 
265678538 
quence 
illaceae; 
265678536 
nce 76438 
nellaceae; 
265678526 
ce 77827 
acterales; 
265678525 


265678524 
sequence 
dae; Actin 


265678517 


eta. 

265678511 
uence 
iales; Clo 
265678509 


Anaeroglo 
265678478 
1 sequence 
e; Actinom 


265678477 
quence 
ria; Desul 


265678462 
uence 
ctinomycet 


265678431 
al sequenc 
ridae; Cor 


265678424 
tial seque 
lostridial 
265678406 
ial sequen 
cillaceae; 
265678387 


265678365 
A, complet 


ptosporang 


Firmicutes; 


eplasma. 
ref |NR_028828.1 

781358 782875 
omycetales; Micr 


ref|NR_028820.1 


ref|NR_028814.1 
801287 802838 
stridiales Famil 


ref |NR_028812.1 
1 Anaeroglobus 
bus. 
ref |NR_028781.1 

851409 852783 
ycetales; Kineos 


ref|NR_028780.1 
852834 854357 
fobacterales; De 


ref|NR_028765.1 
874217 875635 
ales; Streptospo 


, 


ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 


ref 
nce 


NR_028726.1 
930884 
es; Clostridiace 
ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref|NR_028689.1 
5 Acholeplasma 
eplasma. 
NR_028667.1 
quence 
Bacillales; 
ref |NR_028642.1 
1055053 105655 
obacillus. 
ref|NR_028612.1 
1098650 110009 
cetales; Strepto 


ref 
e se 


ref|NR_028605.1 
07 Microbispora 


ineae; Streptosp 


265678300 


ref|NR_028936.1| Roseospira marina 

8 Roseospira marina Bacteria; 

llaceae; Roseospira. 

ref |NR_028873.1| Virgibacillus 

9 719581 Virgibacillus marismortui 

ref|NR_028842.1| Paenibacillus 
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472344 Bacteria_16S 1157765 1157740 59 84 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
472344 Bacteria_16S 1218229 1218200 56 85 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 
472344 Bacteria_16S 1225806 1225781 67 92 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 
472344 Bacteria_16S 1233433 1233408 67 92 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
472344 Bacteria_16S 1263458 1263425 61 94 gi|219846655|ref|NR_026247.1| Treponema 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 1263357 1264835 Treponema 
lecithinolyticum Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
472344 Bacteria_16S 1278425 1278372 39 92 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
472344 Bacteria_16S 1293588 1293563 59 84 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
472344 Bacteria_16S 1296516 1296471 39 84 gi|219857534|ref|NR_025122.1| Bacillus endophyticus 
strain 2DT 16S ribosomal RNA, partial sequence 1296399 1297868 Bacillus endophyticus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
472344 Bacteria_16S 1316338 1316313 67 92 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 
472344 Bacteria_16S 1317883 1317858 59 84 gi| 228715349 |ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
472344 Bacteria_16S 1320967 1320942 59 84 gi| 228715346 |ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
472344 Bacteria_16S 1389278 1389233 39 84 gi|228716586|ref|NR_027553.1| Bdellovibrio 
bacteriovorus strain HD 100 16S ribosomal RNA, partial sequence 1389197 1390490 Bdellovibrio 
bacteriovorus HD100 Bacteria; Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bdellovibrionaceae; 
Bdellovibrio. 
472344 Bacteria_16S 1393658 1393633 59 84 gi|228715897|ref|NR_027542.1| Thermotoga lettingae 
strain TMO 16S ribosomal RNA, partial sequence 1393543 1395055 Thermotoga lettingae TMO Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
472344 Bacteria_16S 1433158 1433133 59 84 gi|224581433|ref|NR_027215.1| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 
472344 Bacteria_16S 1434689 1434660 55 84 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
472344 Bacteria_16S 1440902 1440873 55 84 gi| 224581427 |ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
472344 Bacteria_16S 1448552 1448527 67 92 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
472344 Bacteria_16S 1460420 1460383 56 93 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
472344 Bacteria_16S 1478678 1478653 59 84 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 
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Clostridiaceae; 


472344 Bacteria_16S 1501264 1501239 67 92 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

472344 Bacteria_16S 1516252 1516223 68 97 gi|219873435|ref|NR_025194.1| Desulfotignum 
phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 1516159 1517596 Desulfotignum 
phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfotignum. 

472344 Bacteria_16S 1528430 1528401 56 85 gi|219857434|ref|NR_025022.1| Actinomadura spadix 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 1529796 Actinoallomurus spadix Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

472344 Bacteria_16S 1539097 1539076 64 85 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
472344 Bacteria_16S 1540646 1540625 64 85 gi|219857375|ref|NR_024963.1| Actinokineospora 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 1542044 Actinokineospora 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

472344 Bacteria_16S 1542206 1542185 64 85 gi|219857374|ref|NR_024962.1| Actinokineospora 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 1543606 Actinokineospora 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Actinokineospora. 

472344 Bacteria_16S 1585837 1585808 55 84 gi| 219878487 |ref|NR_025626.1| Bacillus humi strain 
LMG 22167 16S ribosomal RNA, partial sequence 1585730 1587233 Bacillus humi Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

472344 Bacteria_16S 1629994 1629965 55 84 gi|219878456|ref|NR_025595.1| Bacillus gelatini 
strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 1631369 Bacillus gelatini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

472344 Bacteria_16S 1636119 1636090 55 84 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

472344 Bacteria_16S 1637610 1637581 55 84 gi|219878451|ref|NR_025590.1| Bacillus vireti strain 
R-15447 16S ribosomal RNA, partial sequence 1637503 1638932 Bacillus vireti Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

472344 Bacteria_16S 1662069 1662048 64 85 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 

472344 Bacteria_16S 1663609 1663588 64 85 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
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472344 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


472344 Bacteria_16S 


straminisolvens s 
straminisolvens B 


472344 Bacteria_16S 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


472344 Bacteria_16S 


malaysiensis stra 
malaysiensis Bact 
Streptosporangiac 


472344 Bacteria_16S 


sphaerica strain 
sphaerica Bacteri 
Streptosporangiac 


472344 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


472344 Bacteria_16S 


terrae strain IFO 
Bacteria; Actinob 
Actinokineospora. 


472344 Bacteria_16S 


psychralcaliphila 
psychralcaliphila 
Dietziaceae; Diet 


472344 Bacteria_16S 


strain EJ2M-B 16S 
Proteobacteria; G 


472344 Bacteria_16S 


strain VPI-C6-61 
Firmicutes; Clost 


472344 Bacteria_16S 


rectilineatus str 


ridia; 


s Bacteria; 


teria; 


acteria; 


eae; 


eae; 


teria; 


zia. 


Firmicutes; 
2681925 2681896 55 
train CSK1 16S ribosomal RNA, partial 
Firmicutes; 
2692268 2692239 56 
TT 00-51 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Planotetraspora. 
2750606 2750577 56 
in H47-7 16S ribosomal RNA, partial sequence 


2510180 2510151 56 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


2513183 2513158 67 
VPCX2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


2529904 2529827 7 
16S ribosomal RNA, partial sequence 2529733 25312 

Clostridiales; 
2571997 2571968 55 
s strain SR3 16S ribosomal RNA, partia 


Firmicutes; 


2576675 2576650 67 


2641140 2641111 68 


2669731 2669702 56 
6S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2678821 2678792 55 
ain IS40-3 16S ribosomal RNA, partial 
Bacillales; 


eria; Actinobacteria; Actinobacteridae; 
eae; Microtetraspora. 

2752100 2752071 56 
JCM 9374 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Actinomycet 
Planomonospora. 

2756693 2756648 39 
ain JCM 11223 16S ribosomal RNA, partial 
Firmicutes; 


2759648 2759627 64 
15668 16S ribosomal RNA, partial sequence 27 
acteria; Actinobacteridae; Actinomycetales; 


2767118 2767097 64 
strain ILA-1 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


2780819 2780790 65 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Thiotrichacea 
2791393 2791364 55 
16S ribosomal RNA, partial sequence 2791299 27 
ridia; Clostridiales; Lachnospiraceae; 
2795722 2795693 56 
ain IFO 13941 16S ribosomal RNA, partial 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 


472344 Bacteria_16S 


minutisporangium 


2797245 2797216 56 
strain IFO 15962 16S ribosomal RNA, partial sequ 


84 gi|]219857201 
sequence 
Clostridia; Clostridiales; 


Clostridia; 


85 219857370 


25100 


gi 


92 219857368 


25130 


gi 


84 gi|219857357 


Clostridiaceae; Clostridium. 
84 gi| 219857286 |ref|NR_024917.1 
1 sequence 2571864 257337 
Clostridia; Clostridiales; Clostridiacea 
92 gi| 219857283 |ref|NR_024914.1 
ococcineae; Cellulomonadac 
97 gi|219857230|ref|NR_024858.1 


85 gi|219857210 


84 219857203 
sequence 


Bacillaceae; 


gi 


85 gi| 219857193 


inomycetales; Streptospo 

85 gi|219857152|ref|NR_024780.1 
2750506 275194 

Actinomycetales; Strepto 

85 gi|219857151|ref|NR_024779.1 


84 219857148 
sequenc 


Clostridiales; Cl 


gi 


85 219857146 
595 


Pseu 


gi 


85 219857139 
sequenc 


Act 


gi 


94 219857129 


821 


gi 
2780730 27 
84 219857122 
926 
Coprococc 
219857119 
sequenc 
Actinom 


gi 


85 gi 


Micrococcineae; 


Desulfobacteraceae; 


Streptosporangineae; 


Lentibacillus. 


ref |NR_024958.1 


ref |NR_024956.1 
94 2514560 Xylani 


ref |NR_024945.1 


73 Desulfocella 
Desul 
ref |NR_024838.1 
87 Microbispora 


ref|NR_024831.1 
2678696 268021 


ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
NR_024821.1 
3 


2752000 275344 
ales; Streptospo 


ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_024774.1 


Nocardiopsis trehalosi 


68 2511541 Nocardiopsis trehalosi 
Streptosporangineae; 


Nocardiopsaceae; 


Xylanimicrobium 
microbium pachnodae 


Promicromonosporaceae Hi 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Clostridium 
7 Clostridium 
e; Clostridium. 
Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Desulfocella halophila 


halophila Bacteria; 


focella. 
Microbispora mesophila 


mesophila Bacteria; 
Streptosporangiaceae; 


Lentibacillus 
9 Lentibacillus 


Clostridium 
8 Clostridium 
Clostridium. 
Planotetraspora 
9 Planotetraspora 
rangineae; 


Microtetraspora 
9 Microtetraspora 
sporangineae; 


Planomonospora 
5 Planomonospora 
rangineae; 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Actinokineospora 
kineospora terrae 
ctinosynnemataceae; 


Dietzia 
5 Dietzia 


rynebacterineae; 


Thiothrix flexilis 


46 Thiothrix flexilis Bacteria; 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


85 gi| 219857118 


56 2761026 Actino 
donocardineae; A 
ref|NR_024767.1 
e 2767023 276850 
inomycetales; Co 
ref|NR_024757.1 
e; Thiothrix. 
ref|NR_024750.1 
us. 
ref|NR_024747.1 
e 2795622 279709 
ycet 

ref |NR_024746.1 


ence 279714 


Actinoplanes 
4 Actinoplanes 


ales; Micromonosporineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 


472344 Bacteria_16S 


Cryptosporangiaceae; Cryptosporangium. 
2798765 2798736 56 


85 219857117 


ref 


gi 


NR_024745.1 


Actinoplanes lobatus 


strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


472344 Bacteria_16S 


strain IFO 13911 


strain IFO 12512 


venezuelensis Bac 
Streptosporangiac 


472344 Bacteria_16S 


parontospora subs 


Planomonospora parontospora subsp. 


Actinomycetales; 


472344 Bacteria_16S 


strain JCM 9312 1 


Catenuloplanes. 


472344 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


472344 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


472344 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


472344 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


472344 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


472344 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 


Micromonosporaceae; Actinoplanes. 
472344 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


472344 Bacteria_16S 


strain IAM 14848 


strain IFO 15616 


vitulinus strain 
vitulinus Bacteri 


472344 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


472344 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


472344 Bacteria_16S 
delphini strain ATCC 4917 


delphini Bacteria 


472344 Bacteria_16S 
arlettae strain ATCC 43957 16S ribosomal RNA, partial s 


arlettae Bacteria 


472344 Bacteria_16S 


2800287 2800258 56 85 gi 


2803331 2803302 56 85 gi 


2804853 2804824 56 85 gi 
in IFO 14935 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

2807896 2807867 56 


1 
; 


85 gi 


2 
1 
; 


2818434 2818405 56 85 gi 


2 
1 
teria; Actinobacteria; Actinobacteridae; 
eae; Planomonospora. 

2821421 2821392 56 85 gi 
p- antibiotica strain JCM 3094 16S rib 
Streptosporangineae; Streptosporangiac 
2829000 2828971 56 85 gi 


2869015 2868990 59 84 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2872177 2872148 55 84 gi 


ci 


lales; Bacillaceae; Bacillus. 

2873768 2873739 55 84 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2878488 2878459 55 84 gi 


s 


laceae; Bacillus. 

2880052 2880023 55 84 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2890612 2890583 56 85 gi 
n K95-5561 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


2898129 2898104 67 92 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 
2899639 2899614 67 92 gi 
oc 
2902712 2902687 67 92 gi 
oc 
2907319 2907294 59 84 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 
2910410 2910385 59 84 gi 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2911952 2911927 59 84 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2913496 2913471 59 84 gi 
1 16S ribosomal RNA, partial s 
utes; Bacillales; Staphylococc 
2916581 2916556 59 84 gi 


se 
cu 


1 
oc 


; Firmic us 


; Firmicutes; Bacillales; Staphylococcus 


16S ribosomal RNA, partial sequence 2800187 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 


omonosp 
219857114 
16S ribosomal RNA, partial sequence 2803231 28 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 
derwentensis stra 
derwentensis Bact 
Micromonosporacea 
472344 Bacteria_16S 
campanulatus strain IFO 12511 16S ribosomal RNA, partia 
campanulatus Bacteria; Actinobacteria; Actinobacteridae 
Micromonosporaceae; Actinoplanes. 
472344 Bacteria_16S 
venezuelensis strain JCM 3167 16S ribosomal RNA, partia 


omonosp 

219857113 
ce 
omy 


Os 


ea 
219856904 
6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ar 


ba 
219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 


219857116 


0 
fo} 


16 


0 
fo} 


47 


seque 
Actin 


n 


19857111 
ce 
Actinomy 


sequen 


19856911 
sequence 
Actinomycet 


219856909 
omal RNA, 
antibiotica Bacteria; Actinobacteria; 
mono 
ref 
39 Catenuloplanes crispus Bacteria; 
neae 


e; Plano 


omonospori 


219856878 
tial seq 


llaceae; 


219856876 
6S ribosomal RNA, partial sequence 2872057 28735 


219856875 


equence 
cillus. 


219856871 
2879945 28814 


219856862 
se 
Actinomyc 


quence 


219856857 


28980 
Prop 


e 
es; 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 


occineae 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
472344 Bacteria_16S 


quence 
s 


219856849 


sequence 
cus. 


219856848 


29118 


219856847 
eq 


uence 


219856845 
eq 


uence 


2921214 2921185 55 84 gi 


219856842 


ruminantium strain GA195 16S ribosomal RNA, partial sequence 


ruminantium Bacte 


ria; Firmicutes; Clostridia; Clostridial 


es; 


ri 


ri 


, 


v 


Eubacteriaceae; 


ref 
59 Actinoplanes italicus Bacteria; 
neae 
ref 
01 Actinoplanes digitatis Bacteria; 
neae 
ref 


ceta 
ref 
ceta 


ref 


ref 


ref 
uenc 
Bac 
ref 
82 Bacillus niacini Bacteria; 


ref 
ref 
lus 


ref 
48 Bacillus carboniphilus Bacteria; 


ref 
etal 
ref 
36 2899473 Microp 
ioni 


ref 
10 Zimmermannella bifida Bacteria; 


ref 
77 Zimmermannella alba Bacteria; 


occineae; 
219856851 


ref 
ref 
ref 
27 2913320 Staph 
ref 


ref 


ref 


NR_024744.1 
; Micromonos 
NR_024742.1 
; Micromonos 
NR_024741.1 
2804752 280622 
les; Micromo 


NR_024739.1 
2807796 280926 
les; Micromo 


NR_024732.1 
2818334 281977 
ales; Strept 


NR_024730.1 
partial sequen 
spora. 
NR_024725.1 


; Micromonos 


NR_024697.1 
e 286889 
illus; Bacil 
NR_024695.1 


NR_024694.1 
2873633 287517 


NR_024691.1 
flexus Bacte 


NR_024690.1 
NR_024681.1 
2890502 289195 
es; Micromon 
NR_024676.1 
bacterineae; 


NR_024675.1 


crobacteriac 
NR_024673.1 


Mi 


crobacteriac 
NR_024670.1 
2907194 290869 


Mi 


NR_024668.1 
2910285 291177 


NR_024667.1 
y 


NR_024666.1 
2913371 291486 


NR_024664.1 
2916456 291794 


Actinoplanes italicus 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 

nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Planomonospora 
7 Planomonospora 
osporangineae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Catenuloplanes crispus 
poraceae; 


Bacillus 
6 2870426 Bacillus 
lus cereus group. 
Bacillus niacini 


Pullulanibacillus 
2 Pullulanibacillus 


Bacillus flexus strain 
ria; Firmicutes; 


Bacillus carboniphilus 


Actinoplanes 
8 Actinoplanes 
osporineae; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Zimmermannella bifida 


eae; Pseudoclavibacter. 
Zimmermannella alba 


eae; Pseudoclavibacter. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus 
3 Staphylococcus 


Staphylococcus 
9 Staphylococcus 


NR_024661.1 
2921059 292256 
Euba 


Eubacterium 
6 Eubacterium 
cterium. 


472344 Bacteria_16S 
in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; 
472344 Bacteria_16S 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


’ 


472344 Bacteria_16S 
FO 15038 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


’ 


472344 Bacteria_16S 
FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


, 


472344 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


strain NCIMB 1112 


2937639 2937610 56 


Actinoalloteichus. 
2955783 2955758 67 


Microbacterium. 
2957242 2957217 67 


2958702 2958677 67 


2967903 2967878 67 


in NM-1 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
eae; 
472344 Bacteria_16S 


Microlunatus. 
3004612 3004583 65 


6 16S ribosomal RNA, partial sequence 


85 gi| 219856831 


2 
1 
92 219856819 


ial sequ 
ae; Acti 


gi 


’ 


92 219856818 
quence 


tinomyce 


gi 


92 219856817 
quence 


hem 


gi 


92 219846945 


uence 


gi 


’ 


94 219846920 


30045 


gi 


sequence 
Actinomy 


en 


no 


ta 


nomyceta 


Actinomy 


ref|NR_024650.1 
2937540 293900 
cetales; Pseudo 


ref |NR_024638.1 
ce 2955705 295711 
mycetales; Micr 


ref |NR_024637.1 
2957165 295857 
les; Micrococci 


ref |NR_024636.1 
2958622 296006 
les; Micrococci 


ref |NR_026537.1 
2967820 296928 
cetales; Propio 


ref |NR_026512.1 
29 3005936 Methyl 


n 


fo} 


n 


n 


n 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microlunatus 
7 Microlunatus 
ibacterineae; 


Methylosinus sporium 
osinus sporium Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 

472344 Bacteria_16S 3010501 3010472 56 85 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

472344 Bacteria_16S 3019576 3019551 59 84 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
strain HN3-7 16S ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

472344 Bacteria_16S 3021103 3021078 59 84 gi|219846909|ref|NR_026501.1| Thermus igniterrae 
strain RF-4 16S ribosomal RNA, partial sequence 3021006 3022477 Thermus igniterrae Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

472344 Bacteria_16S 3031760 3031731 55 84 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 3068082 3068057 67 92 gi|219846876|ref|NR_026468.1| Microbacterium 
esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

472344 Bacteria_16S 3069620 3069583 56 93 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
strain m1134/97/1 16S ribosomal RNA, partial sequence 3069511 3070973 Vagococcus lutrae Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

472344 Bacteria_16S 3092139 3092102 56 93 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

472344 Bacteria_16S 3093658 3093621 56 93 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

472344 Bacteria_16S 3111595 3111566 68 97 gi| 219846847 |ref|NR_026439.1| Desulfobacter 
halotolerans DSM 11383 16S ribosomal RNA, partial sequence 3111517 3112988 Desulfobacter halotolerans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
472344 Bacteria_16S 3114705 3114680 67 92 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

472344 Bacteria_16S 3138656 3138631 59 84 gi|219846829|ref|NR_026421.1| Meiothermus cerbereus 
strain GY-1 16S ribosomal RNA, partial sequence 3138565 3140000 Meiothermus cerbereus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

472344 Bacteria_16S 3152330 3152305 67 92 gi|219846820|ref|NR_026412.1| Terracoccus luteus 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Terracoccus. 
472344 Bacteria_16S 3157087 3157058 55 84 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 
guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 

472344 Bacteria_16S 3225244 3225219 67 92 gi|219846770|ref|NR_026362.1| Janibacter limosus 
strain DSM 11140 16S ribosomal RNA, partial sequence 3225149 3226621 Janibacter limosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Janibacter. 
472344 Bacteria_16S 3245092 3245063 55 84 gi|219846757|ref|NR_026349.1| Listeria grayi strain 


ATCC19120 16S rib 
Bacillales; Liste 


osomal RNA, partial sequence 
riaceae; 
472344 Bacteria_16S 


Listeria. 
3250974 3250945 56 


3244997 32464 


85 gi| 219846753 


22 Listeria grayi Bacteria; Firmicutes; 


ref |NR_026345.1 


Microtetraspora glauca 


strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


Streptosporangineae; 


Streptosporangiaceae; 


472344 Bacteria_16S 3275145 3275112 59 92 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

472344 Bacteria_16S 3281211 3281178 59 92 gi|219846733|ref|NR_026325.1| Acetobacterium 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 
carbinolicum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

472344 Bacteria_16S 3284260 3284227 59 92 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

472344 Bacteria_16S 3298008 3297971 56 93 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain $5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

472344 Bacteria_16S 3304189 3304144 39 84 gi|219846718|ref|NR_026310.1| Lactobacillus panis 


strain DSM 6035 1 


6S ribosomal RNA, partial sequence 3304055 33055 


44 Lactobacillus 


panis Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 3310177 3310152 67 92 gi|219846713|ref|NR_026305.1| Georgenia muralis 
strain 1A-C 16S ribosomal RNA, partial sequence 3310081 3311497 Georgenia muralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Georgenia. 

472344 Bacteria_16S 3316206 3316177 56 85 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
strain Z-7491 16S ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

472344 Bacteria_16S 3332955 3332926 56 85 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
472344 Bacteria_16S 3334447 3334418 56 85 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

472344 Bacteria_16S 3342016 3341987 56 85 gi| 219846689 |ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 


Bacteria; Actinob 


Dactylosporangium. 
472344 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


acteria; Actinobacteridae; Actinomycet 


3362064 3362035 55 84 gi 


lales; Bacillaceae; Salimicrobium. 


al 


es; 


Micr 


219846675 
16S ribosomal RNA, partial sequence 3361953 33634 


omonosporineae Hi 


ref |NR_026267.1 
41 Salimicrobium 


Micromonosporaceae; 


Salimicrobium album 
album Bacteria; 


472344 Bacteria_16S 3366598 3366569 56 85 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

472344 Bacteria_16S 3368098 3368069 56 85 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

472344 Bacteria_16S 3369593 3369564 56 85 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

472344 Bacteria_16S 3371093 3371064 56 85 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 

472344 Bacteria_16S 3395278 3395253 67 92 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

472344 Bacteria_16S 3398318 3398289 56 85 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

472344 Bacteria_16S 3405961 3405936 67 92 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

472344 Bacteria_16S 3415045 3415020 67 92 gi|219846634|ref|NR_026226.1| Cellulomonas humilata 
strain NCTC 25174 16S ribosomal RNA, partial sequence 3414964 3416365 Cellulomonas humilata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; 
Cellulomonas. 

472344 Bacteria_16S 3450664 3450639 59 84 gi|219846609|ref|NR_026201.1| Thermotoga elfii 


strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 3452089 Thermotoga elfii Bacteria; 


Thermotogae; 


Thermotogales; 


Thermotogaceae; Thermotoga. 


472344 Bacteria_16S 3487224 3487199 67 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


472344 Bacteria_16S 
strain DSM 20145 


3505248 3505223 67 


472344 Bacteria_16S 
testaceum strain 


3506766 3506741 67 


Microbacterium. 


472344 Bacteria_16S 3508287 3508262 67 


liquefaciens strain DSM 20638 16S ribosomal RNA, partial 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 
472344 Bacteria_16S 3509809 3509784 67 
imperiale strain 


Microbacterium. 


472344 Bacteria_16S 3511331 3511306 67 


lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 


lacticum Bacteria; 
Microbacterium. 


472344 Bacteria_16S 3528137 3528108 55 


strain DSM 6736 16S ribosomal RNA, partial sequence 3528019 35294 
Clostridiaceae; 


Firmicutes; Clostridia; 
472344 Bacteria_16S 


Clostridiales; 
3532609 3532580 55 


strain DSM 286 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; 
472344 Bacteria_16S 3545058 3545029 55 
DSM 6307 16S ribosomal RNA, 
Bacillales; Bacillaceae; Bacillus. 

472344 Bacteria_16S 3598445 3598416 55 


celerecrescens strain DSM 5628 16S ribosomal RNA, partial 
Clostridia; 


celerecrescens Bacteria; 
472344 Bacteria_16S 


Firmicutes; 
3599988 3599963 67 


strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 
Lactobacillales; Carnobacteriaceae; Dolosigranulum. 


Firmicutes; 


472344 Bacteria_16S 3712053 3712024 56 


auranticolor strain 253 16S ribosomal RNA, partial sequence 37119 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoplanes. 


472344 Bacteria_16S 3713514 3713485 56 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 


philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micromonosporaceae; Actinoplanes. 

472344 Bacteria_16S 3734313 3734284 56 85 gi|219846411|ref|NR_026002.1 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 373565 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptosporangiaceae; Microbispora. 

472344 Bacteria_16S 3740163 3740134 56 85 gi| 219846407 |ref|NR_025998.1 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 3740091 3741506 Microt 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Microtetraspora. 

472344 Bacteria_16S 3741628 3741599 56 85 gi|219846406|ref|NR_025997.1 


strain T/457 16S 


Microtetraspora. 
472344 Bacteria_16S 
strain IFO 14094 


3743092 3743063 56 


Actinobacteria; Actinobacteridae; Actinomycetales; 


472344 Bacteria_16S 3762711 3762682 55 


fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial 
Clostridia; 


fibrisolvens Bacteria; 
472344 Bacteria_16S 


Firmicutes; 
3777689 3777664 59 


strain SL1 16S ribosomal RNA, partial sequence 
Thermotogaceae; 


Thermotogae; Thermotogales; 
472344 Bacteria_16S 3860896 3860859 56 
F275 16S ribosomal RNA, partial sequence 
Lactobacillales; Lactobacillaceae; 
472344 Bacteria_16S 


3876258 3876233 59 


strain Wai33 16S ribosomal RNA, partial sequence 
Thermales; 


Deinococcus-Thermus; Deinococci; 


complete sequence 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


92 gi 


92 gi 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


92 gi 


DSM 20166 16S ribosomal RNA, partial sequence 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Act 


92 gi 


a2 gi 


DSM 20530 16S ribosomal RNA, partial sequence 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


92 gi 


84 gi 


84 gi 
84 gi 
84 gi 
92 gi 


85 gi 


85 gi 


16S ribosomal RNA, partial sequence 3743020 37444 


Streptosporang 
85 gi|219846405 
Streptosporang 
84 gi| 219846390 


84 gi 


Thermotoga. 
93 gi 


3860745 3862279 Lacto 
Lactobacillus. 


84 gi 


Thermaceae; 


3532506 35339 
Clostridiaceae; 


3544949 35464 


Clostridiales; C 


3741557 37429 


Clostridiales; 


3777587 37790 


219846584 


219846572 


219846571 


219846570 


219846569 


219846568 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846557 


219846554 
Sarcina. 

219846546 
219846508 


sequenc 


219846506 


219846428 


Micr 


219846427 


sequenc 
Lac 
219846378 


219846321 


inomycetales; 


sequence 
Actinomycetales; 


ref |NR_026176.1 


ref 


NR_026164.1 


ref|NR_026163.1 
3506673 350814 


ref |NR_026162.1 
3508192 350966 


ref |NR_026161.1 
3509716 351118 


ref|NR_026160.1 
3511236 351270 


ref|NR_026149.1 
ref 


NR_026146.1 


ref|NR_026138.1 
54 Bacillus 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026098.1 


ref |NR_026019.1 
82 3713392 Actino 
omonosporineae; 


ref|NR_026018.1 
3713443 371485 


ineae; Streptosp 


ref|NR_025996.1 
ineae; Streptosp 
ref |NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref|NR_025969.1 


ref|NR_025911.1 
bacillus reuteri 


219846311 


Thermus. 


cohnii Bacteria; 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
Cellulomonadaceae; 


Actinotalea. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 
Microbacteriaceae; 


Microbacterium. 
Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 


Micrococcineae; 


Microbacterium 
5 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Clostridium quinii 


95 Clostridium quinii Bacteria; 
Clostridium. 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Clostridium 

6 Clostridium 
lostridium. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Actinoplanes 
planes auranticolor 
Micromonosporaceae; 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Microbispora rosea 
5 Microbispora rosea 
osporangineae; 


Microtetraspora 
etraspora niveoalba 


Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Butyrivibrio 

4 Butyrivibrio 
tyrivibrio. 

Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


ref |NR_025901.1 


Thermus filiformis 


3876152 3877626 Thermus filiformis Bacteria; 


472344 Bacteria_16S 


strain YT-1 16S r 


Deinococcus-Thermus; 
472344 Bacteria_16S 


strain RT4. 
Firmicutes; 


Bl 16 
Clost 


472344 Bacteria_16S 
X-1 16S ribosomal RNA, partial sequence 


muriaticus strain 
Bacteria; Firmicu 


472344 Bacteria_16S 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 39022 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 


472344 Bacteria_16S 
strain Hk501 16S ribosomal RNA, partial sequence 


Spirochaetes; Spi 


472344 Bacteria_16S 
rain YU 127-1 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


472344 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


472344 Bacteria_16S 


R-7190 16S riboso: 
Bacillales; Bacil 


472344 Bacteria_16S 


strain R-6540 16S 
Firmicutes; Bacil 


472344 Bacteria_16S 


strain P2 16S rib 
Proteobacteria; D 


strain W4937 16S 
Actinobacteria; A 


472344 Bacteria_16S 


KMM 3905 16S ribo 
Actinobacteridae; 


sabaudiense strai 
sabaudiense Bacte 


472344 Bacteria_16S 


alleghenense stra 
alleghenense Bact 


472344 Bacteria_16S 


strain R18165 16S 


strain R18 16S ri 
Proteobacteria; A 


472344 Bacteria_16S 
strain M6 16S ribosomal RNA, partial 


Proteobacteria; A 


472344 Bacteria_16S 
strain V2 16S ribosomal RNA, partial 


Proteobacteria; A 


472344 Bacteria_16S 


orbiscindens stra 
Bacteria; 


strain 961*00022/ 


Actinobacteria; Coriobacteridae; 
472344 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


kaustophilus stra 


kaustophilus Bacteria; 
472344 Bacteria_16S 


strain SEBR 7054 
Thermotogae; 


Firmicutes; 
472344 Bacteria_16S 


Thermotogales; 


3877780 3877755 59 


Deinococci; 


tes; Lactobacillales; 


3900894 3900865 56 


3914540 3914487 39 


rochaetales; 
3917367 3917338 56 


Spirilliplanes. 
3959400 3959371 55 


e; 


laceae; Bacillus. 
4040090 4040061 55 


laceae; Bacillus. 
4041548 4041519 55 


lales; Bacillaceae; 
4094549 4094468 16 


4115435 4115406 56 
ribosomal RNA, 
ctinoba 
4124695 4124658 56 


4139975 4139950 67 
n Ar-13 
ria; 


4160179 4160154 67 


eria; 
4237555 4237518 56 
ribosomal RNA, 
4683 4659 65 
lphaproteobacteria; 
6144 6120 65 
lphaproteobacteria; 
7601 7577 65 
lphaproteobacteria; 
22849 22777 12 
Clostridia; 


33544 33508 56 


43963 43923 
ribosomal RNA, 


11 


219307 219279 56 


Firmicutes; 
246803 246783 64 


472344 Bacteria_16S 


248438 248398 11 


mal RNA, partial sequence 


84 


ibosomal RNA, partial sequence 
Thermales; 


gi| 219846310 


3877677 38791 


Thermaceae; Thermus. 


85 


92 


Spirochaetaceae; Borrelia; 


85 


84 


osomal RNA, partial sequence 


84 
40 


84 


ribosomal RNA, partial sequence 
Bacillus. 


97 


osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
472344 Bacteria_16S 


85 


partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


93 


somal RNA, partial sequence 4124587 4126026 Ko 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
472344 Bacteria_16S 


92 


43 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


92 


93 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
472344 Bacteria_16S 


89 


bosomal RNA, partial sequence 
Rhizobiales; 


89 


sequence 
Rhizobiales; 


89 


sequence 
Rhizobiales; 


84 


92 


98 16S ribosomal RNA, partial sequence 
Coriobacteriales; 


SL 


complete sequence 
ammaproteobacteria; Oceanospirillales; 
472344 Bacteria_16S 


84 


84 


Thermotoga. 


51 


3879320 3879295 59 84 gi|219846309|ref|NR_025899.1 
S ribosomal RNA, complete sequence 3879197 38807 
ridia; Clostridiales; Clostridiaceae; Caloramator. 

3896437 3896408 65 94 gi| 219846297 |ref|NR_025887.1 


gi|219846294 


gi|219846284 
3914434 39158 
gi|219846282 


gi| 219846252 
3959295 39607 


gi|219846196 


39998 4041459 Bacillus 


gi|219846195 
4041510 40429 


gi|219846156 
4094388 40957 


gi|219846140 
4115405 41168 


gi|219846133 


gi|219846120 


Entomoplasmatales; 
gi|219846107 


in PLHS-1 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Entomoplasmatales; 


gi| 219846043 
4237444 42389 


gi| 265679060 
4584 5982 
Bartonellaceae; 
gi| 265679059 
6033 7437 
Bartonellaceae; 
gi| 265679058 
7488 8910 
Bartonellaceae; 
gi| 265679048 


in 265 16S ribosomal RNA, partial sequence 22677 
Clostridiales; 


Clostridiaceae; 
gi| 265679041 
33436 


gi| 265679034 
43805 45323 


gi| 265678916 


in BD 53 16S ribosomal RNA, partial sequence 
Bacillales; 


Bacillaceae; 
gi| 265678897 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogaceae; 


gi| 265678896 


3896331 3897842 Tetrag 
Enterococcaceae; Tetragenococcus. 


Borrelia 


sequence 3917267 391873 
Actinomycetales; 


curia marina Bacter 


nomycineae; 


Coriobacterineae; 


Geobacillus. 


ref|NR_025900.1 


ref|NR_025884.1 


Streptosp 


ref|NR_025874.1 
burgdorferi gro 
ref|NR_025872.1 


Micro 


ref |NR_025842.1 


ref|NR_025786.1 


fordii Bacte 


ref|NR_025785.1 


ref|NR_025746.1 
Desul 
ref|NR_025730.1 

Nocardiacea 


ref|NR_025723.1 


ref|NR_025710.1 

4139871 414138 
Spiroplasmatace 
ref|NR_025697.1 
160075 416159 
Spiroplasmatac 
NR_025633.1 


rs 


ref 


Actinomycetace 
ref |NR_029368.1 
Bartonella. 
ref |NR_029367.1 


Bartonella. 
ref|NR_029366.1 


Bartonella. 
ref|NR_029356.1 

24226 Clostr 
Clostridium. 
ref |NR_029349.1 

34786 Atopob 
Coriobacteri 
ref |NR_029342.1 
Carnimona 
NR_029224.1 
19184 220608 


ref 


ND 


ref |NR_029205.1 


77 Bacillus firmus Bacteria; 


Thermus aquaticus 


46 Thermus aquaticus Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Herbidospora cretacea 


68 Herbidospora cretacea Bacteria; 
Streptosporangineae; 


orangiaceae; 


Borrelia tanukii 


00 Borrelia tanukii Bacteria; 


up. 
Spirilliplanes 

6 Spirilliplanes 

monosporineae; 


Bacillus firmus strain 
Firmicutes; 


Bacillus fordii strain 
ria; Firmicutes; 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Kocuria marina strain 
ia; Actinobacteria; 


Spiroplasma 
6 Spiroplasma 
ae; Spiroplasma. 
Spiroplasma 
0 Spiroplasma 
eae; Spiroplasma. 
Actinomyces dentalis 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Clostridium 
idium orbiscindens 


Atopobium vaginae 

ium vaginae Bacteria; 
aceae; Atopobium. 
Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 
Halomonadaceae; 


Ss. 
Geobacillus 
Geobacillus 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


ref|NR_029204.1 


Microvirgula 


aerodenitrificans strain Sgly2 16S ribosomal RNA, partial sequence 248268 249768 Microvirgula 


aerodenitrificans Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


Microvirgula. 


472344 Bacteria_16S 317841 317817 65 89 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
472344 Bacteria_16S 342486 342466 65 85 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

472344 Bacteria_16S 351444 351416 65 93 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

472344 Bacteria_16S 352906 352882 65 89 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

472344 Bacteria_16S 354365 354341 65 89 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

472344 Bacteria_16S 402889 402865 68 92 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

472344 Bacteria_16S 410658 410630 56 84 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

472344 Bacteria_16S 416912 416884 56 84 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
472344 Bacteria_16S 423010 422982 56 84 gi|265678772|ref|NR_029077.1| Bacillus algicola 


strain F12 16S ri 
Firmicutes; Bacil 


472344 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


472344 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


472344 Bacteria_16S 


strain AU476 16S 


472344 Bacteria_16S 


contaminans strai 
contaminans Bacte 


bosomal RNA, partial sequence 


422881 42442 


5 Bacillus algicola Bacteria; 


lales; Bacillaceae; Bacillus. 

426159 426123 56 92 gi|265678770|ref|NR_029075.1| Nesterenkonia 
ain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
esterenkonia. 

440057 440033 68 92 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 

ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 

icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

464513 464485 65 93 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

525731 525703 56 84 gi|265678701|ref|NR_029006.1| Anoxybacillus 
n R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

598354 598334 65 85 gi|265678653|ref|NR_028958.1| Streptomyces javensis 


472344 Bacteria_16S 


strain B22P3 16S 


ribosomal RNA, partial sequence 


598291 59976 


1 Streptomyces 


javensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
472344 Bacteria_16S 609113 609085 56 84 gi|265678645|ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

472344 Bacteria_16S 641205 641169 56 92 gi| 265678623 |ref|NR_028928.1| Nesterenkonia 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 Nesterenkonia 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

472344 Bacteria_16S 647434 647398 56 92 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

472344 Bacteria_16S 648938 648910 65 93 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

472344 Bacteria_16S 733411 733379 65 97 gi| 265678559 |ref|NR_028863.1| Thiohalocapsa 
halophila strain 4270 16S ribosomal RNA, partial sequence 733319 734742 Thiohalocapsa halophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiohalocapsa. 

472344 Bacteria_16S 736482 736458 68 92 gi| 265678556 |ref|NR_028860.1| Entomoplasma lucivorax 
strain PIPN-2 16S ribosomal RNA, partial sequence 736380 737897 Entomoplasma lucivorax Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

472344 Bacteria_16S 745557 745517 11 51 gi| 265678549 |ref|NR_028853.1| Acinetobacter tandoii 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter tandoii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 

472344 Bacteria_16S 749682 749642 11 51 gi| 265678546 |ref|NR_028850.1| Acinetobacter 


tjernbergiae strain 7N16 16S ribosomal RNA, partial sequence 
tjernbergiae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Acinetobacter. 


749594 750918 Acinetobacter 


472344 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


472344 Bacteria_16S 


selenitireducens 
selenitireducens 


472344 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


472344 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


472344 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


472344 Bacteria_16S 


strain Kx146A4 16 
Firmicutes; Lacto 


472344 Bacteria_16S 


DSM 16795 16S rib 
Bacteria; Firmicu 


472344 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


472344 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


472344 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


472344 Bacteria_16S 


strain LTH 5753 1 
Firmicutes; Lacto 


472344 Bacteria_16S 


strain 34hsl1 16S 
Firmicutes; Bacil 


472344 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


839572 839544 56 84 gi 
laceae; Geobacillus. 


958915 958887 56 84 gi 


S ribosomal RNA, 


laceae; Bacillus. 

1100218 1100190 56 84 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1123092 1123064 56 84 gi 
S ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1176045 1176017 56 84 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
1231933 1231909 65 89 gi 
train R1 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1281347 1281323 68 92 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasmat 
1457427 1457391 56 92 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


gi 


cl 


il 


qu 
ct 


al 
Ac 
1477101 1477073 65 


93 gi 


Lactobacil 
gi 


bacillales; Lactobacillaceae; 
1513257 1513229 56 84 
ribosomal RNA, partial sequence 


tes; Bacillales; Bacillaceae; Anoxybacil 


472344 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


472344 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


472344 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


472344 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


472344 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


472344 Bacteria_16S 


strain vc 5 16S r 
Proteobacteria; A 


472344 Bacteria_16S 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


472344 Bacteria_16S 


strain 3S-1 16S r 


Firmicutes; Bacil 


472344 Bacteria_16S 


Firmicutes; Bacil 


472344 Bacteria_16S 


1561647 1561619 56 84 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1634657 1634629 56 84 gi 
n Sl 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1689402 1689374 56 84 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1777665 1777637 56 84 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1808090 1808062 56 84 gi 
n CMS 26o0r 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Planococc 
1844829 1844801 65 93 gi 
ibosomal RNA, partial sequence 


ue 
ac 


ce 
co 


ne 
co 


1 
ci 


se 
ac 


265678486 
somal RNA, partial sequence 839468 840930 Geoba 


265678405 


strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
981725 981701 68 92 gi| 265678389 |ref|NR_028691.1 


complete sequence 981620 98314 


icutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 
1086658 1086630 56 84 gi|265678318|ref|NR_028620.1 
1 RNA, complete sequence 1086532 1088056 Bacillus akibai Bacte 


265678309 
1100149 11015 


224581425 
1122944 11244 


228718376 
1175949 11773 
idiaceae; 

219878271 


219846087 
1281261 12827 


224581414 


219878440 
6S ribosomal RNA, partial sequence 1476987 14785 


219878119 
1513128 15146 


lales; Bacillaceae; Bacillus. 
1554227 1554199 56 84 gi| 219857209 |ref|NR_024837.1 
AB04 16S ribosomal RNA, partial sequence 1554124 1555535 Anoxyb 


219846143 


219878453 


219878414 


219878351 


219878330 


219878305 
1844748 18461 


ref 
cill 


NR_028789.1 
us uzenensis 


ref |NR_028707.1 


ref|NR_028611.1 


ostridium. 
ref |NR_027206.1 
63 Lactobacillus 


lus. 


ref|NR_027573.1 
Clostridium. 
ref|NR_025410.1 
1231844 123328 
izobiales; Barto 
ref|NR_025677.1 
49 Entomoplasma 
ntomoplasma. 
ref|NR_027195.1 
e 1457334 145871 
tales; Actinomyc 


ence 


eria; Rh 


aceae; E 
sequenc 
tinomyce 


ref|NR_025579.1 
22 Lactobacillus 
lus. 


ref|NR_025258.1 


lus. 
ref|NR_025733.1 

1561538 156291 
xybacillus. 
ref|NR_025592.1 
30 1635961 Planoc 


nce 
eae; Ano 
16345 
ccus. 
ref|NR_025553.1 
e 1689286 1690816 Planoc 
ccus. 
ref|NR_025490.1 
1777548 177905 
Paenibacillus. 
ref|NR_025469.1 
1807983 180946 
nococcus. 
ref|NR_025444.1 


sequence 
llaceae; 


quence 
eae; Pla 


Geobacillus uzenensis 
Bacteria; Firmicutes; 


Bacillus 
Bacillus 


Entomoplasma freundtii 


1 Entomoplasma freundtii Bacteria; 


Bacillus akibai strain 
ria; Firmicutes; 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Bartonella 
9 Bartonella 
nellaceae; Bartonella. 
Entomoplasma somnilux 


somnilux Bacteria; 


Arcanobacterium 
5 Arcanobacterium 
ineae; Actinomycetaceae; 


Lactobacillus spicheri 
spicheri Bacteria; 


Bacillus odysseyi 


43 Bacillus odysseyi Bacteria; 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Planococcus 
occus maitriensis 


Planococcus 
occus rifietoensis 


Paenibacillus 
6 Paenibacillus 


Planococcus 
1 Planococcus 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 


lphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis 
1847874 1847838 56 92 gi| 219878303 |ref|NR_025442.1 
n CCUG 44697 16S ribosomal RNA, partial sequence 1847763 184924 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomy 
Arcanobacterium. 
1870560 1870532 56 84 gi| 219878287 |ref|NR_025426.1 
ibosomal RNA, partial sequence 1870444 18719 
lales; Bacillaceae; Geobacillus. 
1890619 1890591 56 84 gi|219878270|ref|NR_025409.1 
strain DSM 11713 16S ribosomal RNA, partial sequence 1890504 18919 
lales; Bacillaceae; Bacillus. 
1892140 1892112 56 84 gi|219878269|ref|NR_025408.1 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 189204 


psychrotolerans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


0 1893527 Bacillus 


472344 Bacteria_16S 
strain LUH 3792Type 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomo 
472344 Bacteria_16S 


Bacteria; 
strain DSM 13256, 


Thermotogae; 


haemolyticum DSM 
Actinomycetaceae; 


472344 Bacteria_16S 
strain MCS 25 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
472344 Bacteria_16S 
ain XE 16S ribosomal RNA, 
Bacillales; 


xylanilyticus str 
xylanilyticus Bac 


strain IBS 506 16 


1912984 1912944 11 51 gi 


1916040 1916012 56 84 gi 
16S ribosomal RNA, partial sequence 


Thermotogales; Thermotogaceae; Thermosipho. 
472344 Bacteria_16S 
haemolyticum strain CIP 103370 16S ribosomal RNA, parti 


1980009 1979973 56 92 gi 
20595 Bacteria; Actinobacteria; Actino 
Arcanobacterium. 

2016948 2016920 65 93 


ribosomal RNA, partial sequence 


gi 


al 


na 


ba 


219878253 
1912872 1914310 Acinetobacter ursingii 
Moraxellaceae; 


219878208 
sequence 1979903 1981385 Arcanobacterium 
cteridae; Actinomycetales; Actinomycineae; 


219878184 
2016867 20 


dales; 
219878250 
1915911 1917433 Thermosipho geolei Bacteria; 


teria; 
472344 Bacteria_16S 


2070266 2070238 56 


Firmicutes; 
2074845 2074821 65 


84 


89 


S ribosomal RNA, partial sequence 


complete sequence 


gi|219878143 


Paenibacillaceae; 
gi| 219878139 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


472344 Bacteria_16S 


strain IBS 382 16 


2084098 2084074 65 


89 


S ribosomal RNA, partial sequence 


gi| 219878133 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


472344 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


strain TF-9 16S r 
Firmicutes; Bacil 


micronuciformis s 
micronuciformis B 


aminoxidans strai 
Bacteria; Proteob 


strain Ll 16S rib 
Tenericutes; Moll 


strain 91-4 16S r 


472344 Bacteria_16S 


strain IBS 193 16 


lales; 
472344 Bacteria_16S 


acteria; 
472344 Bacteria_16S 


icutes; 
472344 Bacteria_16S 


2094703 2094675 56 


Bacillaceae; 
2114450 2114422 56 


Planococcaceae; 
2140137 2140117 72 


Firmicutes; 


2221851 2221827 65 


2287525 2287501 68 


2295115 2295091 65 


2296581 2296557 65 


84 


ribosomal RNA, partial sequence 
Bacillus. 


84 


ibosomal RNA, partial sequence 
lales; 
472344 Bacteria_16S 


Planoco 
92 


89 


n 14a 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 
472344 Bacteria_16S 


92 


osomal RNA, partial sequence 
Entomoplasmatales; 


Ent 
89 


ibosomal RNA, partial sequence 


89 


S ribosomal RNA, partial sequence 


gi| 219878125 


gi|219857658 


ref|NR_025392.1| Acinetobacter ursingii 


Acinetobacter. 


ref |NR_025389.1| Thermosipho geolei 


ref |NR_025347.1| Arcanobacterium 


ref|NR_025323.1| Maricaulis parjimensis 


18286 Maricaulis parjimensis Bacteria; 


Maricaulis. 
ref|NR_025282.1| Thermobacillus 

2070125 2071678 Thermobacillus 
Thermobacillus. 


ref|NR_025278.1| Bartonella tribocorum 


2074760 2076200 Bartonella tribocorum Bacteria; 


Bartonella. 


ref|NR_025272.1| Bartonella alsatica 


2084014 2085453 Bartonella alsatica Bacteria; 


Bartonella. 


ref|NR_025264.1| Bacillus hwajinpoensis 


2094597 2096103 Bacillus hwajinpoensis Bacteria; 


ref|NR_025247.1| Planococcus maritimus 


2114343 2115849 Planococcus maritimus Bacteria; 


ccus. 


gi|219857641 


train AIP 412.00 16S ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
gi| 219857584 


gi| 219857540 


ref|NR_025230.1|] Megasphaera 
2140092 2141502 Megasphaera 
Veillonellaceae; Megasphaera. 


ref|NR_025172.1] Xanthobacter 


2221792 2223169 Xanthobacter aminoxidans 
Xanthobacteraceae; Xanthobacter. 


ref|NR_025128.1| Mesoplasma florum 


2287434 2288933 Mesoplasma florum Ll Bacteria; 


omoplasmataceae; Mesoplasma. 


gi| 219857533 


ref|NR_025121.1| Bartonella bovis 


2295034 2296438 Bartonella bovis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


gi|219857532 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


Bartonella. 


ref|NR_025120.1| Bartonella capreoli 


2296489 2297931 Bartonella capreoli Bacteria; 


Bartonella. 


472344 Bacteria_16S 2311707 2311679 56 84 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

472344 Bacteria_16S 2313213 2313185 56 84 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

472344 Bacteria_16S 2343387 2343355 53 85 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

472344 Bacteria_16S 2344908 2344880 56 84 gi|219857497|ref|NR_025085.1| Paenibacillus 
granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

472344 Bacteria_16S 2349409 2349381 65 93 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

472344 Bacteria_16S 2388936 2388912 68 92 gi|219857467|ref|NR_025055.1| Mycoplasma microti 


strain IL371 16S 


strain IBS 325 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
472344 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


ribosomal RNA, partial sequence 


2395010 2394986 65 89 
S ribosomal RNA, partial sequence 


gi 


2388858 23902 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
472344 Bacteria_16S 219857463 


2394935 23963 


92 Mycoplasma microti Bacteria; 


ref|NR_025051.1| Bartonella birtlesii 
35 Bartonella birtlesii Bacteria; 


tes; 


472344 Bacteria_16S 
olearium strain SR1 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; 


2443698 2443670 56 


Bacillales; 
2504105 2504033 12 


84 


G07 16S ribosomal RNA, partial sequence 
Planococcaceae; 


84 


Bar 


gi| 219857423 |ref 


219857379 |ref 


gi 


Spo 


2443592 2445097 Planom 
Planomicrobium. 


tonella. 
NR_025011.1 


Planomicrobium 
icrobium koreense 


NR_024967.1 


robacterium. 


Sporobacterium 


2503925 2505435 Sporobacterium olearium 


472344 Bacteria_16S 2549018 2548994 65 89 gi|219857344|ref|NR_024932.1| Bartonella koehlerae 
strain C-29 16S ribosomal RNA, partial sequence 2548929 2550343 Bartonella koehlerae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

472344 Bacteria_16S 2564333 2564305 56 84 gi|219857291|ref|NR_024922.1| Eubacterium 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequence 2564201 2565708 Eubacterium 
acidaminophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

472344 Bacteria_16S 2615200 2615172 56 84 gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 
strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae Sedis; Fusibacter. 

472344 Bacteria_16S 2621303 2621275 56 84 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

472344 Bacteria_16S 2633469 2633441 56 84 gi|219857236|ref|NR_024864.1| Planomicrobium 
alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 2633347 2634791 Planomicrobium 
alkanoclasticum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

472344 Bacteria_16S 2660860 2660836 65 89 gi|219857216|ref|NR_024844.1| Methylorhabdus 
multivorans strain DM13 16S ribosomal RNA, partial sequence 2660758 2662094 Methylorhabdus multivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Methylorhabdus. 

472344 Bacteria_16S 2696605 2696577 56 84 gi|219857190|ref|NR_024818.1| Anoxybacillus 
voinovskiensis strain TH13 16S ribosomal RNA, partial sequence 2696496 2698001 Anoxybacillus 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

472344 Bacteria_16S 2725374 2725346 56 84 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

472344 Bacteria_16S 2779352 2779324 65 93 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

472344 Bacteria_16S 2785323 2785303 64 84 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
cycloheptanicus strain DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
cycloheptanicus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

472344 Bacteria_16S 2858265 2858227 12 50 gi| 219856885 |ref|NR_024704.1| Pseudomonas lundensis 
strain ATCC 49968 16S ribosomal RNA, partial sequence 2858110 2859620 Pseudomonas lundensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

472344 Bacteria_16S 2928630 2928606 65 89 gi|219856837|ref|NR_024656.1| Terasakiella pusilla 
strain IFO 13613 16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Terasakiella. 

472344 Bacteria_16S 2993813 2993785 65 93 gi|219846927|ref|NR_026519.1| Agrobacterium 
larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 2993732 2995168 Agrobacterium 
larrymoorei Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
Rhizobium/Agrobacterium group; Agrobacterium. 

472344 Bacteria_16S 2998406 2998378 56 84 gi|219846924|ref|NR_026516.1| Anoxybacillus 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 2998293 2999816 Anoxybacillus 
flavithermus Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

472344 Bacteria_16S 2999978 2999950 56 84 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 
strain DSM 3670 16S ribosomal RNA, partial sequence 2999867 3001382 Geobacillus pallidus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

472344 Bacteria_16S 3027134 3027106 56 84 gi|219846905|ref|NR_026497.1| Desulfonispora 
thiosulfatigenes strain GKNTAUT 16S ribosomal RNA, partial sequence 3027026 3028532 Desulfonispora 
thiosulfatigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfonispora. 
472344 Bacteria_16S 3033280 3033252 56 84 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

472344 Bacteria_16S 3047001 3046973 65 93 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

472344 Bacteria_16S 3071105 3071077 65 93 gi|219846874|ref|NR_026466.1| Methylocella palustris 
strain K 16S ribosomal RNA, partial sequence 3071024 3072416 Methylocella palustris Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
472344 Bacteria_16S 3125316 3125288 65 93 gi|219846838|ref|NR_026430.1 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 3125234 312665 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomic 
Hyphomicrobium. 

472344 Bacteria_16S 3153869 3153841 56 84 gi|219846819|ref|NR_026411.1 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulf 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinu 
472344 Bacteria_16S 3172157 3172125 65 97 gi| 219846806 |ref|NR_026398.1 
strain CE2203 16S ribosomal RNA, partial sequence 3172065 31735 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcu 
472344 Bacteria_16S 3263025 3262997 65 93 gi| 219846745 |ref|NR_026337.1 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Desulfosporosinus 
osporosinus orientis 
Ss. 

Thiorhodococcus minor 


14 Thiorhodococcus minor Bacteria; 
Ss. 


Pedomicrobium 


australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 


australicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


Hyphomicr 


obiaceae; Pedomicrobium. 


472344 Bacteria_16S 
DSM 10228 16S rib 
Clost 
472344 Bacteria_16S 
autotrophicus str 
Proteob 
472344 Bacteria_16S 


Firmicutes; 


Bacteria; 


strain 301 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
472344 Bacteria_16S 
halophilus strain 
halophilus Bacter 
472344 Bacteria_16S 


marinum DSM 5261 
Proteobacteria; 


strain DSM 6964 1 
Proteobacteria; 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


472344 Bacteria_16S 


strain DSM 20541 


G 
472344 Bacteria_16S 


G 


3264535 3264507 56 

osomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3307231 3307207 65 89 gi 


84 gi 


3308693 3308669 65 89 
bosomal RNA, partial sequence 


gi 


3360493 3360465 56 84 gi 
DSM 20408 16S ribosomal RNA, partial 
ia; Firmicutes; Bacillales; 
3387834 3387802 65 97 gi 
ammaproteobacteria; Chromatiales; Chro 
3439966 3439926 11 SL gi 


3441475 3441435 11 SL gi 
in DSM 6962 16S ribosomal RNA, complet 
eria; Proteobacteria; Gammaproteobacte 
3456840 3456804 56 


92 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


472344 Bacteria_16S 


strain ATCC 51856 


3497793 3497762 54 85 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


472344 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


472344 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


472344 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


472344 Bacteria_16S 


strain DSM 8716 1 
Firmicutes; Bacil 


472344 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


472344 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


472344 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


472344 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


472344 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


472344 Bacteria_16S 


strain PG8 16S ri 
Tenericutes; Moll 
472344 Bact 
strain 19L 16S ri 
Tenericutes; Moll 
472344 Bact 


strain F9251 16S 


3525033 3525005 56 84 gi 
ridia; Clostridiales; Clostridiaceae; 
3534123 3534095 56 84 gi 
DSM 8725 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Bacillales; Bac 
3535691 3535663 56 84 gi 
6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3541946 3541918 56 84 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3609098 3609070 56 84 


gi 


gi 


lales; Planococcaceae; Planococcus. 
3610579 3610551 56 84 gi 
16S ribosomal RNA, partial sequence 

lales; Planococcaceae; Planococcus. 
3686438 3686414 68 92 

bosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
3687955 3687931 68 92 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3774536 3774512 68 92 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3789644 3789620 68 92 gi 
bosomal RNA, partial sequence 


gi 


3791168 3791144 68 92 
bosomal RNA, partial sequence 


gi 


3893312 3893288 65 89 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


472344 Bact 
strain IFO 15965 


eria_16S 


3902409 3902389 65 85 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


472344 Bacteria_16S 


okeanokoites stra 
okeanokoites Bact 


472344 Bacteria_16S 


3929958 3929930 56 84 gi 
in IFO 12536 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Planococ 
3938710 3938686 65 89 gi 


3264433 32658 
ain 7c 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


3308619 33100 


Bacillacea 


16S ribosomal RNA, partial sequence 3387742 33891 


6S ribosomal RNA, partial sequence 3439822 34412 
ammaproteobacteria; Pseudomonadales; M 
472344 Bacteria_16S 


16S ribosomal RNA, partial sequence 3456719 34581 


6S ribosomal RNA, partial sequence 3524935 35264 


3535585 35370 


3541838 35433 


16S ribosomal RNA, partial sequence 3608971 36104 


3686364 36878 


3687881 36893 


3789540 37910 
icutes; Acholeplasmatales; Acholeplasmat 
eria_16S 
3791066 37925 
icutes; Acholeplasmatales; Acholeplasmat 
eria_16S 
3893217 38946 


16S ribosomal RNA, partial sequence 3902319 39037 


219846744 


Clostridiu 
219846716 
ence 33071 
les; Xanth 
219846715 


obacterace 
219846676 
sequence 

e; Marinoc 
219846653 


matiaceae; 
219846616 


oraxellace 
219846615 
e sequence 
ria; Pseud 


219846605 


ococcineae 
219846577 
34976 
nomycineae 
219846559 


Clostridiu 
219846553 
equence 
illaceae; 
219846552 


219846548 


219846499 


219846498 


36104 


219846446 


219846445 


219846380 

uence 

smataceae; 
219846370 


aceae; A 
219846369 


aceae; A 
219846299 


nellaceae; 
219846293 


kineae; Cr 
219846274 
1 sequence 
caceae; Pl 


ref |NR_026336.1| Clostridium vincentii 

96 Clostridium vincentii Bacteria; 

m. 

ref |NR_026308.1 

57 3308568 Xantho 

obacteraceae; Xa 

ref |NR_026307.1 

30 Xanthobacter flavus Bacteria; 

ae; Xanthobacter 

ref |NR_026268.1 
3360383 336190 

occus. 

ref|NR_026245.1| Rhabdochromatium 

93 Rhabdochromatium marinum Bacteria; 

Rhabdochromatium. 

ref|NR_026208.1| Acinetobacter junii 

80 Acinetobacter junii Bacteria; 

ae; Acinetobacter. 

ref|NR_026207.1| Acinetobacter 
3441331 3442790 Acinetobacter 

omonadales; Moraxellaceae; 


Xanthobacter 
bacter autotrophicus 
nthobacter. 
Xanthobacter flavus 


Marinococcus 
2 Marinococcus 


Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Actinomyces radingae 
myces radingae Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026151.1| Clostridium colinum 

07 Clostridium colinum Bacteria; 


ref|NR_026197.1 
69 Nesterenkonia 
; Micrococcaceae 
ref|NR_026169.1 
92 3499120 Actino 


’ 


Bacillus 
4 Bacillus 


NR_026144.1| Bacillus halmapalus 
88 Bacillus mapalus Bacteria; 


ref|NR_026140.1| Bacillus clausii 
42 Bacillus clausii Bacteria; 


ref|NR_026091.1| Planococcus kocurii 
00 Planococcus kocurii Bacteria; 


ref|NR_026090.1| Planococcus citreus 
51 3611882 Planococcus citreus Bacteria; 
ref|NR_026037.1| Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


ref |NR_026036.1| Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 


ref|NR_025971.1| Mycoplasma 

3774462 3775927 Mycoplasma 
Mycoplasma. 
ref|NR_025961.1| Acholeplasma laidlawii 
15 Acholeplasma laidlawii Bacteria; 
choleplasma. 
ref|NR_025960.1| Acholeplasma oculi 
55 Acholeplasma oculi Bacteria; 
choleplasma. 
ref|NR_025889.1| Bartonella elizabethae 
82 Bartonella elizabethae Bacteria; 
Bartonella. 
ref|NR_025883.1| Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
yptosporangiaceae; Cryptosporangium. 
ref|NR_025864.1| Planomicrobium 
3929851 3931322 Planomicrobium 
anomicrobium. 


219846266 


extorquens strain TK 0001 16S ribosomal RNA, complete sequence 


ref|NR_025856.1| Methylobacterium 
3938625 3940031 Methylobacterium 


extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 


Methylobacterium. 


472344 Bacteria_16S 3940165 3940137 65 


strain BN 126 16S riboso: 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 


mal RNA, partial sequence 


472344 Bacteria_16S 
strain GS5-97 16S 
Firmicutes; Bacillales; 
472344 Bacteria_16S 


3993217 3993189 56 


Bacillaceae; 
4043080 4043052 56 


stackebrandtii Bacteria; 
472344 Bacteria_16S 


Firmicutes; 
4079337 4079313 68 


strain BC-3 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Tenericutes; Mollicutes; 
472344 Bacteria_16S 
strain PAT 05 16S 
Firmicutes; Bacillales; 
472344 Bacteria_16S 


4101892 4101864 56 


Bacillaceae; 
4106442 4106418 68 


strain PS-1 16S ribosomal RNA, partial sequence 
Acholeplasmatales; Acholeplasmataceae 
146 


Tenericutes; Mollicutes; 


472344 Bacteria_16S 4107937 4107913 65 


ribosomal RNA, partial sequence 
Geobacillus. 


ribosomal RNA, partial sequence 
Bacillus. 


93 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
3940082 3941471 Afifella marina Bacteria; 
Afifella. 
84 gi|219846229|ref|NR_025819.1| Geobacillus tepidamans 


84 gi 


3993148 39945 


219846191 
stackebrandtii strain K22-03 16S ribosomal RNA, partial sequen 
Bacillales; 


ce 


ref|NR_025781.1 
4042976 404443 


94 Geobacillus tepidamans Bacteria; 


Planococcus 
9 Planococcus 


Planococcaceae; Planococcus. 

92 gi|219846166|ref|NR_025756.1| Spiroplasma melliferum 

4079234 4080748 Spiroplasma melliferum Bacteria; 
Spiroplasmataceae; Spiroplasma. 

84 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
4101786 4103187 Bacillus patagoniensis Bacteria; 

92 gi|219846148|ref|NR_025738.1| Acholeplasma pleciae 
4106362 4107818 Acholeplasma pleciae Bacteria; 


89 gi|219846 


Acholeplasma. 
ref|NR_025736.1 


Bartonella chomelii 


strain A828 16S ribosoma 
Proteobacteria; Alphapro 
472344 Bacteria_16S 
strain YJS 16S ribosomal 


4118492 4118468 68 


1 RNA, partial sequence 
teobacteria; Rhizobiales; 
92 
RNA, partial sequence 


4107869 41092 
Bartonellaceae; 
gi| 219846138 
4118405 41199 


43 Bartonella chomelii Bacteria; 

Bartonella. 
ref|NR_025728.1| Mesoplasma syrphidae 
00 Mesoplasma syrphidae Bacteria; 


Tenericutes; Mollicutes; 
472344 Bacteria_16S 4135277 4135253 68 
velocicrescens Bacteria; 
472344 Bacteria_16S 
strain Tab-4c 16S 
Tenericutes; Mollicutes; 


4136842 4136818 68 


Entomoplasmatales; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


Entomoplasmataceae; 
219846123 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


92 gi 
Entomoplasma 
gi 
4136739 41 
Spiroplasmataceae; 


92 


tales; 
219846122 
382 


219846121 


472344 Bacteria_16S 4138408 4138384 68 
syrphidicola strain EA-1 
syrphidicola Bacteria; T 
472344 Bacteria_16S 
strain HYOS-1 16S riboso: 
Tenericutes; Mollicutes; 
472344 Bacteria_16S 
strain TN-1 16S 
Tenericutes; Mollicutes; 
472344 Bacteria_16S 
leptinotarsae strain LD- 
leptinotarsae Bacteria; 
472344 Bacteria_16S 

lampyridicola strain PUP 
lampyridicola Bacteria; 
472344 Bacteria_16S 

strain M55 16S ribosomal 
Tenericutes; Mollicutes; 
472344 Bacteria_16S 
strain TABS-2 16S riboso: 
Tenericutes; Mollicutes; 
472344 Bacteria_16S 
strain 23-6 16S ribosoma 
Tenericutes; Mollicutes; 
472344 Bacteria_16S 
strain CUAS-1 16S riboso 
Tenericutes; Mollicutes; 
472344 Bacteria_16S 
strain AES-1 16S 
Tenericutes; Mollicutes; 
472344 Bacteria_16S 
strain EC-1 16S ribosoma 
Tenericutes; Mollicutes; 
472344 Bacteria_16S 
chrysopicola strain DF-1 
chrysopicola Bacteria; 


4141540 4141516 68 
4143104 4143080 68 
ribosomal RNA, 


4144670 4144646 68 


4146237 4146213 68 


ribosomal RNA, 


92 gi 
16S ribosomal RNA, partial sequence 
enericutes; Mollicutes; Entomoplasmatal 
92 gi 
mal RNA, partial sequence 4141437 414 
Entomoplasmatales; Spiroplasmataceae; 
92 gi 
partial sequence 4143001 414 
Entomoplasmatales; Spiroplasmataceae; 
92 gi 
1B 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmata 
92 gi 
-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Entomoplasmata 


219846119 


219846118 


219846117 


219846116 


Mesoplasma. 
ref|NR_025713.1 
135174 413668 
Spiroplasmat 
NR_025712.1 


rs 


ref 


Spiroplasma. 
ref|NR_025711.1 
138305 413982 
Spiroplasmatac 
NR_025709.1 


rs 


es; 
ref 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma montanense 


2950 Spiroplasma montanense Bacteria; 


Spiroplasma. 
ref|NR_025708.1 
45 
Spiroplasma. 
ref|NR_025707.1 

4144567 414608 
les; Spiroplasmata 
ref|NR_025706.1 

4146134 414764 
les; Spiroplasmata 


472344 Bacteria_16S 
strain CCH 16S ribosomal 
Tenericutes; Mollicutes; 


RNA, partial sequence 
Entomoplasmatales; Spiroplasmataceae; 


Spiroplasma litorale 


16 Spiroplasma litorale Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 


Spiroplasma. 


4147802 4147778 68 92 gi|219846115|ref|NR_025705.1| Spiroplasma insolitum 
RNA, partial sequence 4147699 4149213 Spiroplasma insolitum Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4149367 4149343 68 92 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 

mal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4150922 4150898 68 92 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
1 RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4152350 4152326 68 92 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
mal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4153916 4153892 68 92 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
4155481 4155457 68 92 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
1 RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4157047 4157023 68 92 gi|219846109|ref|NR_025699.1| Spiroplasma 
16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

4158613 4158589 68 92 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 


4158509 4160024 Spiroplasma chinense Bacteria; 


472344 Bacteria_16S 
strain BARC 857 16S ribo 
Tenericutes; Mollicutes; 
472344 Bacteria_16S 


grammopterae Bacteria; T 
472344 Bacteria_16S 
strain CHPA-2 16S riboso 
Tenericutes; Mollicutes; 
472344 Bacteria_16S 
thalassicus strain SC 56 
thalassicus Bacteria; Fi 
472344 Bacteria_16S 
strain PIMN-1 16S riboso 
Tenericutes; Mollicutes; 
472344 Bacteria_16S 


4163207 4163183 68 


rmicutes; 


92 


somal RNA, partial sequence 4163118 41646 
Entomoplasmatales; 
4173888 4173864 68 
grammopterae strain GRUA-1 16S ribosomal RNA, partial s 
enericutes; Mollicutes; 
4180041 4180017 68 
mal RNA, partial sequence 
Entomoplasmatales; 
4183096 4183068 56 

2 16S ribosomal RNA, partial sequence 
Clostridia; 
4184545 4184521 68 


92 


mal RNA, partial sequence 
Entomoplasmatales; 
4196736 4196708 56 


84 


strain G2 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
472344 Bacteria_16S 
strain N-3 16S ribosomal 
Firmicutes; Bacillales; 

472344 Bacteria_16S 


Bacillales; 
472344 Fungi_16S 


RNA, 
Bacillaceae; 


4221002 4220974 56 
JMM-4 16S ribosomal RNA, partial sequence 
Bacillaceae; Anaerobacillus. 
9274 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 


9243 


lales; Bacillaceae; Anoxybacillus. 
4211770 4211742 56 
complete sequence 


Geobacillus. 


54 


Clostridi 


Entomoplasmat 


gi| 219846105 |ref 


ales; 
gi| 219846086 
4184459 41859 
aceae; E 
gi|219846077 
4196627 41980 


ref 


ref 


84 gi|219846067|ref 
4211641 42131 

84 gi|219846060|ref 

4220889 4222400 Bacillus 

85 gi|219857197|ref 


10588 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


472344 Fungi_16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
472344 Fungi_16S 3169 3139 55 85 gi|265678350|ref|NR_028652.1 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
472344 Fungi_16S 7786 7756 55 85 gi| 265678342 |ref|NR_028644.1 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
472344 Fungi_16S 10754 10724 55 85 gi|219857175|ref|NR_024803.1 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 

yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryn 
Nocardiaceae; Nocardia. 

472344 Fungi_16Ss 1627 1599 57 85 gi|265678351|ref|NR_028653.1 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
472344 Fungi_16S 4722 4699 62 85 gi| 265678349 |ref|NR_028651.1 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
472344 Fungi_16S 6278 6255 62 85 gi| 265678348 |ref|NR_028650.1 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
474980 Bacteria_16S 1031118 1031205 1 82 gi| 265678357 |ref|NR_028659.1 
auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 103211 
auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromon 
Micromonosporaceae; Micromonospora. 

474980 Bacteria_16S 1048041 1048128 1 82 gi| 265678346 |ref|NR_028648.1 


strain LK2-10 16S 


122 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 


92 


55 85 


ribosomal RNA, partial sequence 


265678352 
1514 


gi ref 


1047573 10490 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


Micromonospora. 
474980 Bacteria_16S 
endolithica strai 
endolithica Bacte 


1451842 1451929 1 
n AA459 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Micromonospora. 


474980 Bacteria_16S 
strain IFO 14915 


474980 Bacteria_16S 
strain IFO 12512 


474980 Bacteria_16S 
consettensis stra 


2802175 2802262 1 
16S ribosomal RNA, partial sequence 2801710 280 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 
2803696 2803783 1 
16S ribosomal RNA, partial sequence 2803231 280 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospo 
2806740 2806827 1 
in IFO 14913 16S ribosomal RNA, partia 
consettensis Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Actinoplanes. 


474980 Bacteria_16S 


3103052 3103139 1 
gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 


82 


82 


82 


82 


82 


gi|224581419|ref 


Actinomycetal 


219857115 
31 


gi ref 


rineae 
gi|219857114|ref 
47 
rineae; 
gi|219857112|ref 
1 sequence 
Actinomyceta 
gi| 219846853 |ref 
3 


Peptostreptococcace 


49 Entomoplasma 
ntomoplasma. 


08 Anoxybacillus 


1451367 14528 


80 Actinoplanes 


01 Actinoplanes 


2806275 28077 


NR_025695.1 


Entomoplasmataceae; Mesoplasma. 
92 gi| 219846097 |ref|NR_025687.1 
equence 4173799 417528 
Entomoplasmatales; Entomoplasmat 
92 gi|219846092|ref|NR_025682.1 

4179947 41814 

Entomoplasmataceae; Mesoplasma. 
84 gi|219846088|ref|NR_025678.1 
4183005 418440 


NR_025676.1 


NR_025667.1 


NR_025657.1 


NR_025650.1 


NR_024825.1 


Nocardiace 
NR_028654.1 


; Micromonos 
NR_027200.1 
4 
es; Micromon 
NR_024743.1 


; Micromonos 
NR_024742.1 


; Micromonos 
NR_024740.1 
4 


les; Micromo 


macyae Bacte 


Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


Mesoplasma 
7 Mesoplasma 


aceae; Mesoplasma. 


Mesoplasma chauliocola 


46 Mesoplasma chauliocola Bacteria; 


Tepidibacter 
8 Tepidibacter 


ae; Tepidibacter. 


Entomoplasma luminosum 


luminosum Bacteria; 


Anoxybacillus gonensis 
gonensis Bacteria; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Bacillus macyae strain 
ria; Firmicutes; 


Nocardia sienata 


Nocardia sienata Bacteria; 
a 


e; Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia araoensis 


Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 
ebacterineae; 


Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Micromonospora 
4 Micromonospora 
osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 
Micromonospora 
3 Micromonospora 


osporineae; 


Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

5 Actinoplanes 
nosporineae; 


NR_026445.1 


Verrucosispora 


102586 3104047 Verrucosispora 


gifhornensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


Micromonosporacea 


474980 Bacteria_16S 


e; Verrucosispora. 


3333320 3333407 1 82 gi 


219846696 


strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


474980 Bacteria_16S 


DSM 803 16S ribos 


3340855 3340942 1 
omal RNA, partial sequence 


82 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


474980 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


474980 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


474980 Bacteria_16S 


caeruleus subsp. 


Actinomycetales; 


474980 Bacteria_16S 


strain DSM 43039 


3343901 3343988 1 82 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3917732 3917819 1 82 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 
1494224 14943111 82 gi 
p- 
Micromonosporineae; Micromonosporaceae 
3331825 3331912 1 82 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


474980 Bacteria_16S 


coerulea DSM 4314 


3348481 3348568 1 82 gi 
3 16S ribosomal RNA, partial sequence 


al 


al 


caeruleus strain DSM 44103 16S ribosomal 
Couchioplanes caeruleus subs 


v 


ae; 


es; 


v 


omonospori 
219846690 
3340376 3341852 Micro 
omonospori 


219846688 


33434 
Micr 


219846282 
sequenc 
Actino: 


219846703 
RNA, pa 
caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Couchiop 
219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
omonospori 
219846685 


33480 


ref|NR_026288.1 


; Micromonos 
NR_026282.1 
spora rosari 
Micromonos 


neae 
ref 

mono 

neae 


v 


ref |NR_026280.1 
22 3344899 Micro 
omonosporineae; 


ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 


ref 
rtia 


NR_026295.1 
1 sequence 


lane 
ref 


Ss. 
NR_026289.1 


; Micromonos 
NR_026277.1 


neae 
ref 


Actinoplanes regularis 


00 Actinoplanes regularis Bacteria; 


poraceae; Actinoplanes. 
Micromonospora rosaria 

a Bacteria; 

poraceae; 


Micromonospora 


monospora inositola 


Micromonosporaceae; 
Spirilliplanes 

6 Spirilliplanes 

monosporineae; 

Couchioplanes 


1493762 1495216 


Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Micromonospora 


02 3349477 Micromonospora coerulea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

474980 Bacteria_16S 1866421 1866508 1 82 gi|219878290|ref|NR_025429.1| Asanoa ishikariensis 
strain IMSNU 22004 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa ishikariensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Asanoa. 
474980 Bacteria_16S 2796088 2796175 1 82 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

474980 Bacteria_16S 2799131 2799218 1 82 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
474980 Bacteria_16S 2800654 2800741 1 82 gi|219857116|ref|NR_024744.1| Actinoplanes italicus 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes italicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
474980 Bacteria_16S 2805218 2805305 1 82 gi|219857113|ref|NR_024741.1| Actinoplanes 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 2806224 Actinoplanes 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

474980 Bacteria_16S 2808262 2808349 1 82 gi|219857111|ref|NR_024739.1| Actinoplanes 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 2809267 Actinoplanes 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

474980 Bacteria_16S 2829366 2829453 1 82 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 
strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 

474980 Bacteria_16S 2890979 2891066 1 82 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

474980 Bacteria_16S 3334814 3334901 1 82 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

474980 Bacteria_16S 3345429 3345516 1 82 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

474980 Bacteria_16S 3346955 3347042 1 82 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

474980 Bacteria_16S 3712419 3712506 1 82 gi|219846428|ref|NR_026019.1| Actinoplanes 


auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Actinoplanes. 


474980 Bacteria_16S 
philippinensis st 
philippinensis Ba 
Micromonosporacea 
474980 Bacteria_16S 


strain DSM 43040 


474980 Bacteria_16S 
matsumotoense str 
matsumotoense Bac 
Micromonosporacea 
474980 Bacteria_16S 
aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 
474980 Bacteria_16S 


3713880 3713967 1 82 gi| 219846427 |ref|NR_026018.1| Actinoplanes 
rain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Actinoplanes. 
3330297 3330384 1 82 gi|219846698|ref|NR_026290.1| Pilimelia terevasa 
16S ribosomal RNA, partial sequence 3329815 3331292 Pilimelia terevasa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Pilimelia. 
1531844 15319311 82 gi|219857427|ref|NR_025015.1| Micromonospora 
ain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Micromonospora. 
2941045 2941132 1 82 gi|219856829|ref|NR_024648.1| Virgisporangium 
n YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Virgisporangium. 
2942561 2942648 1 82 gi|219856828|ref|NR_024647.1| Virgisporangium 
YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 


ochraceum strain 


ochraceum Bacteri 
Micromonosporacea 
474980 Bacteria_16S 


a; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Virgisporangium. 
3324202 33242711 65 gi|219846702|ref|NR_026294.1| Dactylosporangium 


vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

474980 Bacteria_16S 3325729 3325798 1 65 gi|219846701|ref|NR_026293.1| Dactylosporangium 
roseum strain DSM 43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

474980 Bacteria_16S 3327250 3327319 1 65 gi|219846700|ref|NR_026292.1| Dactylosporangium 
matsuzakiense strain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
matsuzakiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

474980 Bacteria_16S 3328769 3328838 1 65 gi|219846699|ref|NR_026291.1| Dactylosporangium 
fulvum strain DSM 43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

474980 Bacteria_16S 3342382 3342451 1 65 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 

474980 Bacteria_16S 265162 265249 1 82 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
474980 Bacteria_16S 1161202 1161289 1 82 gi|228721225|ref|NR_027604.1| Nakamurella 
multipartita DSM 44233 16S ribosomal RNA, partial sequence 1160739 1162206 Nakamurella multipartita DSM 
44233 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Nakamurellaceae; 
Nakamurella. 

474980 Bacteria_16S 2167768 2167847 1 74 gi|219857623|ref|NR_025212.1| Streptomyces speibonae 
strain PK-Blue 16S ribosomal RNA, partial sequence 2167280 2168769 Streptomyces speibonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 2246531 2246618 1 82 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 2260420 2260499 1 74 gi|219857559|ref|NR_025147.1| Streptomyces 
thermospinosisporus strain AT10 16S ribosomal RNA, partial sequence 2259931 2261452 Streptomyces 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 2832403 2832482 1 74 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 2938004 2938091 1 82 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 

474980 Bacteria_16S 2980511 2980590 1 74 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 3449490 3449569 1 74 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 


strain NRRL 2418 


16S ribosomal RNA, complete sequence 


3449003 3450520 Streptomyces caelestis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 


Streptom 


ycineae; Str 


eptomycetaceae; 


474980 Bacteria_16S 3638021 3638100 1 74 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 3639573 3639652 1 74 gi|219846479|ref|NR_026071.1| Streptomyces 
thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 3639104 3640605 Streptomyces 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 3924025 39241041 74 gi|219846278|ref|NR_025868.1| Streptomyces 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 3923529 3925059 Streptomyces 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 3925606 3925685 1 74 gi|219846277|ref|NR_025867.1| Streptomyces 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 3925110 3926640 Streptomyces 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 3928767 3928846 1 74 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1907358 1907428 1 66 gi|219878258|ref|NR_025397.1| Actinomyces catuli 
strain CCUG 41709 16S ribosomal RNA, partial sequence 1906868 1908267 Actinomyces catuli Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
474980 Bacteria_16S 1954592 1954662 1 66 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

474980 Bacteria_16S 2492391 2492477 1 82 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
strain T1-X7 16S ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
474980 Bacteria_16S 2724224 2724303 1 74 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
474980 Bacteria_16S 3412486 3412556 1 66 gi|219846636|ref|NR_026228.1| Actinomyces viscosus 
strain NCTC 10951 16S ribosomal RNA, partial sequence 3412006 3413422 Actinomyces viscosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
474980 Bacteria_16S 3481453 3481523 1 66 gi|219846588|ref|NR_026180.1| Actinomyces howellii 
strain NCTC 11636 16S ribosomal RNA, partial sequence 3480966 3482380 Actinomyces howellii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
474980 Bacteria_16S 1771973 1772042 1 65 gi|219878355|ref|NR_025494.1| Streptomyces arenae 
strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1773471 1773540 1 65 gi|219878354|ref|NR_025493.1| Streptomyces 
roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 2257296 2257365 1 65 gi|219857561|ref|NR_025149.1| Streptomyces 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 2256827 2258294 Streptomyces 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 4032893 4032971 1 73 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
strain NRRL B-16153 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
474980 Bacteria_16S 4126550 4126619 1 65 gi|219846132|ref|NR_025722.1| Streptomyces africanus 
strain CPJVR-H 16S ribosomal RNA, partial sequence 4126077 4127564 Streptomyces africanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 882117 882186 1 65 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

474980 Bacteria_16S 65635 65722 L 82 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

474980 Bacteria_16S 71657 71736 1 74 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 

474980 Bacteria_16S 342909 342950 42 82 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

474980 Bacteria_16S 374086 374165 1 74 gi| 265678805 |ref|NR_029110.1| Kitasatospora 


nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 


373661 375050 Kitasatospora 


nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 
474980 Bacteria_16S 403267 403346 1 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 409423 409502 1 
ferralitis strain 
ferralitis Bacter 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 426529 426616 1 
xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; Nesterenkonia. 

474980 Bacteria_16S 435828 435907 1 
putterlickiae str 
putterlickiae Bac 
Streptomycetaceae; Kitasatospora. 
474980 Bacteria_16S 523090 523169 1 
benzenivorans str 
Bacteria; Actinob 
Pseudonocardia. 
474980 Bacteria_16S 
melanosporofacien 


656583 656662 1 


74 


YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 


74 


SFOp68 16S ribosomal RNA, partial seq 
ia; Actinobacteria; Actinobacteridae; 


82 


ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 


74 


ain F18-98 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


74 


ain B5 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


74 


s strain NRRL B-12234 16S ribosomal RNA, partial 


Streptomycineae; 

gi| 265678786 |ref|NR_029091.1| Streptomyces 
quence 402781 404300 Streptomyces 
Actinomycetales; Streptomycineae; 

gi| 265678782 |ref|NR_029087.1| Streptomyces 
uence 408966 410455 Streptomyces 
Actinomycetales; Streptomycineae; 

gi|265678770|ref|NR_029075.1| Nesterenkonia 
1 sequence 426041 427535 Nesterenkonia 


265678764 
sequence 


gi 


265678703 
ence 52260 


gi 


ales; Pseudonocardineae; P 
gi|265678612|ref|NR_028917.1 
sequence 656132 


e; Actinomycet 


ref 


ref 


435340 43687 
e; Actinomycet 


2 524095 Pseud 


ales; Microc 
NR_029069.1 
1 
ales; Strep 
NR_029008.1 
° 


be 


occineae; 


Kitasatospora 
Kitasatospora 
omycineae; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


Streptomyces 
657614 Streptomyces 


melanosporofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 668703 668770 1 63 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
474980 Bacteria_16S 876102 876181 1 74 gi|265678461|ref|NR_028764.1| Streptomyces 
scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 
474980 Bacteria_16S 968472 968551 1 74 gi| 265678398 |ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
474980 Bacteria_16S 1085475 1085554 1 74 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1097600 1097679 1 74 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1170313 1170381 1 64 gi|228719618|ref|NR_027583.1| Thermobispora bispora 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora bispora DSM 43833 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermobispora. 
474980 Bacteria_16S 1221632 1221699 1 63 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 
474980 Bacteria_16S 1307532 1307611 1 74 gi|228721493|ref|NR_027616.1| Streptomyces 
thermoviolaceus subsp. thermoviolaceus strain DSM 40443 16S ribosomal RNA, partial sequence 1307063 
1308545 Streptomyces thermoviolaceus subsp. thermoviolaceus Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1316715 1316782 1 63 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 
474980 Bacteria_16S 1401581 1401668 1 82 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 
474980 Bacteria_16S 1457799 1457866 1 63 gi|224581414|ref|NR_027195.1| Arcanobacterium 
bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Arcanobacterium. 
474980 Bacteria_16S 1474381 1474460 1 74 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1488214 1488293 1 74 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 


subsp. 


474980 Bacteria_ 


Streptomyces. 


16S 1530305 1530384 1 74 


gi 


rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
219857433 


Streptomycineae; 


ref|NR_025021.1| Actinomadura 


oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
474980 Bacteria_16S 1556024 1556103 1 74 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
474980 Bacteria_16S 1557518 1557597 1 74 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
474980 Bacteria_16S 1559012 1559091 1 74 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
474980 Bacteria_16S 1595497 1595576 1 74 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1597045 1597124 1 74 gi|219878480|ref|NR_025619.1| Streptomyces niger 
strain DSM 43049 16S ribosomal RNA, partial sequence 1596580 1598077 Streptomyces niger Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1598593 1598672 1 74 gi| 219878479 |ref|NR_025618.1| Streptomyces 
olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, partial sequence 1598128 1599625 Streptomyces 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1600141 16002201 74 gi|219878478|ref|NR_025617.1| Streptomyces violens 
strain DSM 40597 16S ribosomal RNA, partial sequence 1599676 1601173 Streptomyces violens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1601689 1601768 1 74 gi|219878477|ref|NR_025616.1| Streptomyces 
purpurogeneiscleroticus strain DSM 43156 16S ribosomal RNA, partial sequence 1601224 1602721 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1746340 1746419 1 74 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
474980 Bacteria_16S 1848241 1848308 1 63 gi|219878303|ref|NR_025442.1| Arcanobacterium 
hippocoleae strain CCUG 44697 16S ribosomal RNA, partial sequence 1847763 1849248 Arcanobacterium 
hippocoleae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
474980 Bacteria_16S 1980382 1980449 1 63 gi| 219878208 |ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 
474980 Bacteria_16S 2053920 2053987 1 63 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 2056900 2056979 1 74 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 2058439 2058518 1 74 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 2553900 2553979 1 74 gi|219857341|ref|NR_024929.1| Streptacidiphilus 
carbonis strain JL 415 16S ribosomal RNA, complete sequence 2553413 2554923 Streptacidiphilus carbonis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptacidiphilus. 
474980 Bacteria_16S 2753959 2754038 1 74 gi|219857150|ref|NR_024778.1| Planomonospora alba 


strain JCM 9373 1 


Planomonospora. 


474980 Bacteria_16S 


strain JCM 9920 1 


Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 


Stre 
gi 


pt 


2776683 2776762 1 74 


6S ribosomal RNA, partial sequence 2753496 27549 
Actinobacteria; Actinobacteridae; Actinomycetales; 


albofaciens strain JCM 4342 16S ribosomal RNA, partial sequence 


omycinea 
219857132 


39 Planomonospora alba Bacteria; 


Streptosporangineae; Streptosporangiaceae; 
2773608 2773687 1 74 gi|219857135|ref|NR_024763.1| Streptomyces peucetius 
6S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces peucetius Bacteria; 


e; Streptomycetaceae; Streptomyces. 
ref|NR_024760.1| Streptomyces 
2776208 2777696 Streptomyces 


albofaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 2797656 2797697 42 
minutisporangium 


82 gi 


strain IFO 15962 16S ribosomal RNA, part 


219857118 
ial sequence 


Streptomycineae; 


ref|NR_024746.1| Cryptosporangium 


2797145 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; Cryptosporangiaceae; Cryptosporangium. 


474980 Bacteria_16S 2830865 2830944 1 74 gi 


219856903 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 


kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 2843042 28431211 
cineracea strain SK-3255 16S ribosomal RNA, 


74 gi 


Streptomycetaceae; Kitasatospora. 


474980 Bacteria_16S 2977444 2977523 1 74 


gi 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 2978976 2979055 1 74 gi 
thermolineatus strain A1484 16S ribosomal RNA, partial 


Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 3252841 3252920 1 
strain DSM 43764 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinomadura. 
474980 Bacteria_16S 
strain DSM 20032 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


74 gi 


3454151 3454238 1 82 gi 


474980 Bacteria_16S 3490665 3490744 1 74 gi| 219846582 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Ac 


Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 3641142 36412211 74 gi 
paracochleata strain M-13 16S ribosomal RNA, partial sequ 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Kitasatospora. 

474980 Bacteria_16S 3644199 3644278 1 74 
strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
474980 Bacteria_16S 3730302 3730381 1 74 gi 
libanotica strain IFO 14095 16S ribosomal RNA, partial 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinocorallia. 
474980 Bacteria_16S 3902828 3902869 42 
strain IFO 15965 
Actinobacteria; Actinobacteridae; Actinomycetales; Franki 


gi 


se 
Ac 


82 gi 


Strept 


Actinomycetales; 


219856895 
complete sequ 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Act 


ence 


219846938 
macrosporus strain A1201 16S ribosomal RNA, partial seque 


nce 


Actinomycetales; 


219846937 
se 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae 


quence 


219846752 
16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura 
osporangineae; 


219846607 


16S ribosomal RNA, partial sequence 3453662 3455136 Kocuria kristinae Bacteria; 
occineae; 


219846478 


ence 


219846476 
3643713 3645193 Kitasatospora 
omycineae; Streptomycetaceae; Kitasatospora. 
219846414 


quence 


219846293 
16S ribosomal RNA, partial sequence 3902319 39037 


neae; 


474980 Bacteria_16S 3927186 3927265 1 74 gi 
acidiscabies strain RL-110 16S ribosomal RNA, complete se 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 268164 268242 1 
subsp. 
cremea subsp. 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 
474980 Bacteria_16S 389389 389467 1 73 gi 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; 
Promicromonosporaceae; Myceligenerans. 
474980 Bacteria_16S 406367 406445 1 
strain XILO8 16S ribosomal RNA, 


73 gi 


73 
complete sequence 


gi 


quence 


Actinomycetales; 


265678881 
rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 
rifamycini Bacteria; Actinobacteria; Actinobacteridae; 


265678795 
sequence 
Actinomycetales; 


265678784 
405881 40739 


inomycetales; 


; Actinomycetales; 


tinomycetales; 


Actinomycetales; 


tinomycetales; 


ref|NR_024724.1| Streptomyces 
2830390 2831877 Streptomyces 
Streptomycineae; 


ref|NR_024714.1| Kitasatospora 
2842551 2844065 Kitasatospora 
Streptomycineae; 


ref|NR_026530.1| Streptomyces 
2976976 2978459 Streptomyces 
Streptomycineae; 


ref|NR_026529.1| Streptomyces 
2978510 2979990 Streptomyces 


Streptomycineae; 


ref 


NR_026344.1| Actinomadura kijaniata 
kijaniata Bacteria; 
Thermomonosporaceae; 
ref|NR_026199.1| Kocuria kristinae 
Micrococcaceae; Kocuria. 
ref|NR_026174.1| Streptomyces 
3490176 3491693 Streptomyces 
Streptomycineae; 


ref|NR_026070.1| Kitasatospora 
3640656 3642130 Kitasatospora 

Streptomycineae; 

ref Kitasatospora azatica 

azatica Bacteria; 


NR_026068.1 


ref|NR_026005.1| Actinocorallia 
3729869 3731272 Actinocorallia 
Streptosporangineae; 


ref|NR_025883.1| Cryptosporangium arvum 
83 Cryptosporangium arvum Bacteria; 


Cryptosporangiaceae; Cryptosporangium. 
219846276 


ref|NR_025866.1| Streptomyces 
3926691 3928220 Streptomyces 
Streptomycineae; 
ref|NR_029187.1| Actinomadura cremea 
267723 269132 Actinomadura 
Actinomycetales; 


ref|NR_029100.1| Myceligenerans 
388894 390431 Myceligenerans 
Micrococcineae; 


ref|NR_029089.1| Xylanibacterium ulmi 
3 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanibacterium. 
474980 Bacteria_16S 598731 598809 2 74 
strain B22P3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 781850 781928 1 73 gi 
cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacterida 
Promicromonosporaceae; Xylanimonas. 
474980 Bacteria_16S 1099111 1099189 1 


gi 


73 gi 


265678653 

598291 59976 
Streptomycineae; Streptomycetaceae; 
265678524 
sequence 
Actinomycetales; 


e; 


265678310 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 


ref |NR_028958.1 
1 Streptomyces 


Streptomyces javensis 
javensis Bacteria; 


Streptomyces. 
ref|NR_028828.1| Xylanimonas 
781358 782875 Xylanimonas 


Micrococcineae; 


ref|NR_028612.1| Acrocarpospora 
1098650 1100098 Acrocarpospora 


macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

474980 Bacteria_16S 1112781 1112859 1 73 gi|265678300|ref|NR_028601.1| Microbacterium 
halophilum strain 76 16S ribosomal RNA, partial sequence 1112307 1113789 Microbacterium halophilum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
474980 Bacteria_16S 1226182 1226260 1 73 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 


474980 Bacteria_16S 1668586 1668664 1 73 gi|219878429|ref|NR_025568.1| Actinomyces nasicola 
strain R2014 16S ribosomal RNA, partial sequence 1668114 1669588 Actinomyces nasicola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
474980 Bacteria_16S 1931857 1931927 1 66 gi|219878240|ref|NR_025379.1| Actinomyces 


radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
474980 Bacteria_16S 2513559 2513637 1 73 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 
474980 Bacteria_16S 3395654 3395732 1 73 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
474980 Bacteria_16S 3734676 3734754 1 73 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 
474980 Bacteria_16S 4031343 40314101 63 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
strain NRRL B-16327 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
474980 Bacteria_16S 4034447 40345141 63 gi|219846200|ref|NR_025790.1| Glycomyces 
lechevalierae strain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
lechevalierae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomycetaceae; Glycomyces. 
474980 Bacteria_16S 553594 553663 1 65 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 568878 568947 1 65 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
474980 Bacteria_16S 786417 786486 1 65 gi| 265678521 |ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1425780 1425849 1 65 gi| 224581441 |ref|NR_027223.1| Streptomyces 
violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1427345 1427414 1 65 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1589308 1589377 1 65 gi|219878485|ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1590856 1590925 1 65 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1592404 1592473 1 65 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1593950 1594019 1 65 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
474980 Bacteria_16S 1774968 1775037 1 65 gi|219878353|ref|NR_025492.1| Streptomyces 
longisporus strain ISP 5166 16S ribosomal RNA, partial sequence 1774532 1775979 Streptomyces 


longisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
474980 Bacteria_16S 


strain DSM 43030 


albus strain JL 8 


Bacteria; Actinob 


Streptacidiphilus 


474980 Bacteria_16S 
venezuelae strain 
venezuelae Bacter 
Streptomycetaceae 
474980 Bacteria_16S 


strain ATCC 25470 


Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


474980 Bacteria_16S 


subrutilus strain 
subrutilus Bacter 
Streptomycetaceae 


474980 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


474980 Bacteria_16S 


mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


474980 Bacteria_16S 


atramentaria stra 
atramentaria Bact 
Thermomonosporace 


474980 Bacteria_16S 


strain ATCC 19812 
Actinobacteria; A 


474980 Bacteria_16S 


strain ATCC 25495 
Bacteria; Actinob 
Streptomyces. 


474980 Bacteria_16S 


eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 


474980 Bacteria_16S 


olivochromogenes 
olivochromogenes 
Streptomycetaceae 


474980 Bacteria_16S 


strain B7319 16S 
Actinobacteria; A 


474980 Bacteria_16S 


koyangensis strai 
koyangensis Bacte 


Streptomycetaceae; 
474980 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


Streptomyces. 
2110302 21103711 65 gi 
Stre 
2248108 2248177 1 65 gi 
ain S63 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

2552339 2552408 1 65 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


e; 


’ 


al 
2772073 2772142 1 65 gi 
JCM 4526 16S ribosomal RNA, partial s 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3104567 3104636 1 65 gi 
16S ribosomal RNA, partial sequence 
Stre 
3236292 3236361 1 65 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3447923 3447992 1 65 gi 
DSM 40445 16S ribosomal RNA, complete 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 
3484469 3484538 1 


Ac 


, 


et 
e; 


’ 


s 
Ac 


, 


65 gi 
Stre 
3486036 3486105 1 65 gi 
n DSM 40581 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3642667 3642736 1 65 gi 
n IFO 14789 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

3733221 37332901 65 gi 
in SF2197 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
ae; Actinomadura. 

3919283 3919352 1 65 gi 
16S ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Stre 
3920864 3920933 1 65 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


pt 
s 


, 


s 


’ 


eq 


’ 


pt 


al 


3922445 39225141 65 gi 
n ATCC 14975 16S ribosomal RNA, comple 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

4201518 4201587 1 65 gi 
strain DSM 40451 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

4203016 4203085 1 65 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
4204564 4204633 1 65 gi 
n VK-A60 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


te 
A 


rt 
id 


’ 


gi 
pt 
qu 
A 


v 


219873436 
16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 
luridiscabiei str 
luridiscabiei Bac 
Streptomycetaceae 
474980 Bacteria_16S 


pt 


219857342 


219857136 
eq 
219846852 


pt 


219846611 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 
Actinomyc 
219846477 


Actinomyc 


219846412 


219846281 


219846280 


219846279 


219846074 


219846073 
4202580 42040 


219846072 


nce 


25518 
es; 


uence 


31040 


equence 


equence 


equence 


uence 


39187 
omycinea 


39203 


es; Stre 


sequenc 
ctinomyc 


ial sequ 
ae; Acti 


omycinea 


ence 
ctinomyc 


2166254 2166334 1 75 gi 
s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 
e; Pseudonocardia. 


al 
er 


474980 Bacteria_16S 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


42813 42854 42 82 gi 


Nocardiopsaceae; Nocardiopsis. 


219857624 


265679035 


sequenc 
idae; Ac 


omycinea 

219857567 
ue 
Actinomycet 


Stre 


tinomyce 


omycinea 
219846763 
e sequen 
Actinomycet 


tinomyce 


omycinea 
219846585 


Actinomy 


ref|NR_025250.1 
30 Streptomyces 
e; Streptomycet 
ref|NR_025155.1 

2247616 224914 
ales; Strep 


ref |NR_024930.1 
53 2553362 Strep 
ptomycineae; St 


ref|NR_024764.1 
2771601 277308 
tales; 


ref|NR_026444.1 
98 3105578 Strep 
e; Streptomycet 
ref|NR_026355.1 
ce 3235806 323732 
ales; Strept 


ref|NR_026203.1 
3447437 344895 
tales; 


ref|NR_026178.1 
99 Streptomyces 
e; Streptomyceta 
ref|NR_026177.1 

3485550 348706 
etales; Strepto 


ref|NR_026069.1 
3642181 364366 
etales; Strepto 


ref|NR_026003.1 
3732782 373419 
cetales; Strepto 


ref|NR_025871.1 
87 3920316 Strept 
e; Streptomyceta 
ref|NR_025870.1 
67 3921897 Strept 
ptomycineae; Str 


ref|NR_025869.1 
e 3921948 392347 
etales; Streptom 


ref 
ence 
nomy 


NR_025664.1 

420108 
cetales; Str 
ref |NR_025663.1 
e; Streptomyceta 
ref|NR_025662.1 


4204078 420556 
etales; Streptom 


ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


t 


t 
al 


Streptomy 


t 
a 


Streptomy 


Streptomycineae; 


Streptomyces humiferus 


humiferus Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 

2 Streptomyces 

omycineae; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptomyces 
3 Streptomyces 
cineae; 


Streptomyces lydicus 

omyces lydicus Bacteria; 

ceae; Streptomyces. 
Streptomyces 

0 Streptomyces 

omycineae; 


Streptomyces 
2 Streptomyces 


cineae; 


Streptomyces galbus 


galbus Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


mycineae; 


Kitasatospora 
2 Kitasatospora 


mycineae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 
Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 
ycineae; 


Streptomyces 
2 4202529 Streptomyces 


eptomycineae; 


Streptomyces aureus 


27 Streptomyces aureus Bacteria; 


ceae; Streptomyces. 
Streptomyces 

5 Streptomyces 
ycineae; 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


ref|NR_029343.1 
42294 


Str 


Nocardiopsis 
43754 Nocardiopsis 
eptosporangineae; 


474980 Bacteria_ 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


474980 Bacteria_ 


dassonvillei subs 


16S 73221 73288 1 63 gi|265679015|ref|NR_029323.1| Pseudonocardia 
train 580 16S ribosomal RNA, partial sequence 72731 74244 Pseudonocardia 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Pseudonocardia. 

16S 85099 85140 42 82 gi|265679006|ref|NR_029314.1| Nocardiopsis 

p- dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
474980 Bacteria_ 


G33 16S ribosomal 


Actinobacteridae; 
474980 Bacteria_ 
cellulans strain 


cellulans Bacteri 
Promicromonospora 


474980 Bacteria_ 


strain CE40 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


474980 Bacteria_ 


strain 27 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; 


474980 Bacteria_ 


strain ST50 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


474980 Bacteria_ 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


474980 Bacteria_ 
strain YIM 70081 


Nesterenkonia. 


474980 Bacteria_16S 
castelarensis str 
castelarensis Bac 
Streptomycetaceae 
474980 Bacteria_16S 
nitratus s 
cerinus subsp. ni 
Microbacteriaceae 
474980 Bacteria_16S 
strain A288 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 


subsp. 


Actinomadura. 


474980 Bacteria_16S 
halotolerans stra 
halotolerans Bact 


Nesterenkonia. 


474980 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 
Actinosynnematace 


474980 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


474980 Bacteria_16S 


strain A10 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 


474980 Bacteria_16S 


strain QH3A7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 


cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 


474980 Bacteria_16S 


ibosomal RNA, partial sequence 


16S 136985 137052 1 


osomal RNA, partial sequence 


63 gi 


16S 140073 140140 1 63 


ibosomal RNA, partial sequence 


gi 


Micr 
16S 158385 158426 42 82 gi 
n DSM 20754 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Microbacterium. 

16S 359150 359217 1 


63 gi 


360696 360763 1 63 gi 
n YIM 70009 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


368110 368189 1 74 gi 
ain BJ-608 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

401732 401799 1 63 gi 
train IMET 11532, 16S ribosomal RNA, p 
tratus Bacteria; Actinobacteria; Actin 
Agromyces. 

404810 404877 1 63 
ibosomal RNA, partial sequence 


’ 


v 


gi 
Stre 


429616 429683 1 63 gi 
in YIM70084 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 


449648 449715 1 63 gi 
ain AS 4.1731 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
ae; Saccharothrix. 

466377 466444 1 
RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
469376 469443 1 63 gi 
bosomal RNA, partial sequence 


63 gi 


Stre 


489428 489495 1 
ribosomal RNA, 


63 
complete sequence 


gi 


Micr 
600260 600339 1 74 gi 
rain D13P3 16S ribosomal RNA, partial 

cteria; Actinobacteria; Actinobacterid 
Streptomyces. 


v 


122905 12429 
Micr 


136495 13800 
Micr 


139582 14105 


16S ribosomal RNA, partial sequence 358665 36015 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 
sandarakina strai 
sandarakina Bacte 


404351 40583 


465880 467346 Rothi 


468944 47039 


488917 49045 


ococcineae; 


ococcineae 
265678971 


ococcineae 
265678969 


ococcineae 
265678957 
sequence 


Actinomyc 


265678815 


obacterida 


265678785 


ptosporang 
265678725 
265678652 


sequence 
ae; Actino 


641573 641640 1 63 gi 


265678623 


lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; N 


esterenkonia. 


8 Cellulomonas 


8 Sanguibacter 


etal 


4 Nesterenkonia 


e; Actinomyceta 


0 Actinomadura 


5 Actinomadura 
inea 


myce 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

16S 109443 109510 1 63 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

16S 118777 118844 1 63 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 

a; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

ceae; Cellulosimicrobium. 

16S 123368 123435 1 63 gi|265678980|ref|NR_029288.1| Cellulomonas hominis 


hominis Bacteria; 
llulomonadaceae; Cellulomonas. 
NR_029279.1| Oerskovia turbata 


; Ce 
ref 


4 Oerskovia turbata Bacteria; 


; Ce 
ref 


1llulomonadac 
NR_029277.1 


eae; Oerskovia. 
Sanguibacter inulinus 
inulinus Bacteria; 
; Sanguibacteraceae; Sanguibacter. 
ref|NR_029265.1| Microbacterium 

157869 159336 Microbacterium 
es; Micrococcineae; 


Nesterenkonia lutea 
lutea Bacteria; 


ref|NR_029120.1 


ococcineae; Micrococcaceae; Nesterenkonia. 
265678814 |ref|NR_029119.1| Nesterenkonia 
sequence 360205 361665 Nesterenkonia 
Actinomycetales; Micrococcineae; Micrococcaceae; 
265678809|ref|NR_029114.1| Streptomyces 

sequence 367645 369119 Streptomyces 

e; Actinomycetales; Streptomycineae; 

265678787 |ref|NR_029092.1| Agromyces cerinus 

artial sequence 401266 402730 Agromyces 


les; Micrococcineae; 


ref Actinomadura meyerae 


meyerae Bacteria; 


NR_029090.1 


ptosporangineae; Thermomonosporaceae; 

265678768 |ref|NR_029073.1| Nesterenkonia 
sequence 429128 430610 Nesterenkonia 

; Actinomycetales; Micrococcineae; Micrococcaceae; 
265678755|ref|NR_029060.1| Saccharothrix 

al sequence 449186 450615 Saccharothrix 

e; Actinomycetales; Pseudonocardineae; 
265678740|ref|NR_029045.1| Rothia amarae strain 

a amarae Bacteria; Actinobacteria; 
ococcaceae; Rothia. 
265678738|ref|NR_029043.1| Actinomadura latina 


latina Bacteria; 


e; Thermomonosporaceae; 


ref|NR_029030.1| Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Streptomyces 
Streptomyces 
tomycineae; 


Jonesiaceae; J 
ref|NR_028957.1 

599812 601293 
tales; Strep 


ref|NR_028928.1| Nesterenkonia 
641107 642573 Nesterenkonia 


474980 Bacteria_16S 646271 646338 1 63 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 


strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
474980 Bacteria_16S 647802 647869 1 63 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 


CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
474980 Bacteria_16S 740015 740082 1 63 gi| 265678554 |ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 
Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardineae; Pseudonocardiaceae; Saccharomonospora. 


474980 Bacteria_16S 755754 755821 1 63 gi|265678542|ref|NR_028846.1| Agromyces albus strain 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 756747 Agromyces albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

474980 Bacteria_16S 789509 789550 42 82 gi|265678519|ref|NR_028823.1| Gordonia sinesedis 
strain J72 16S ribosomal RNA, partial sequence 789013 790486 Gordonia sinesedis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

474980 Bacteria_16S 815565 815632 1 63 gi|265678502|ref|NR_028805.1| Pseudonocardia 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 


474980 Bacteria_16S 861109 861176 1 63 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
474980 Bacteria_16S 877607 877674 1 63 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


strain AS4.0578 16S ribosomal RNA, partial sequence 877138 878563 Lentzea flaviverrucosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 


474980 Bacteria_16S 912817 912884 1 63 gi|265678436|ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
474980 Bacteria_16S 914375 914442 1 63 gi|265678435|ref|NR_028737.1| Actinosynnema 
pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 
474980 Bacteria_16S 917572 917613 42 82 gi| 265678433 |ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
474980 Bacteria_16S 919137 919178 42 82 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
474980 Bacteria_16S 1114369 1114410 42 82 gi|265678299|ref|NR_028600.1| Kineosporia rhamnosa 
strain I-132 16S ribosomal RNA, partial sequence 1113840 1115313 Kineosporia rhamnosa Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
474980 Bacteria_16S 1115895 1115936 42 82 gi| 265678298 |ref|NR_028599.1| Kineosporia succinea 
strain I-273 16S ribosomal RNA, partial sequence 1115364 1116839 Kineosporia succinea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; Kineosporiaceae; Kineosporia. 
474980 Bacteria_16S 1130964 1131005 42 82 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


474980 Bacteria_16S 1245928 1245995 1 63 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
474980 Bacteria_16S 1333634 13337011 63 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 
474980 Bacteria_16S 1344382 1344423 42 82 gi|228721038|ref|NR_027601.1| Geodermatophilus 
obscurus DSM 43160 16S ribosomal RNA, partial sequence 1343850 1345331 Geodermatophilus obscurus DSM 
43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 
Geodermatophilus. 
474980 Bacteria_16S 1348936 1349003 1 63 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 


474980 Bacteria_16S 1350510 1350551 42 82 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
474980 Bacteria_16S 1439717 1439784 1 63 gi|224581428|ref|NR_027210.1| Lentzea violacea 


strain LM 036 16S ribosomal RNA, partial sequence 1439230 1440737 Lentzea violacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
474980 Bacteria_16S 1460788 1460855 1 63 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 


474980 Bacteria_16S 1501646 1501713 1 63 gi|219846604|ref|NR_026196.1 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomo 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
474980 Bacteria_16S 1527293 1527360 1 63 gi|219857435|ref|NR_025023.1 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

474980 Bacteria_16S 1528797 1528864 1 63 gi|219857434|ref|NR_025022.1 
strain JCM3146 16S ribosomal RNA, partial sequence 1528339 15297 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinoallomurus. 

474980 Bacteria_16S 1534840 1534907 1 63 gi|219857414|ref|NR_025002.1 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

474980 Bacteria_16S 1536349 1536416 1 63 gi| 219857378 |ref|NR_024966.1 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 153737 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Actinosynnemataceae; Saccharothrix. 

474980 Bacteria_16S 1537911 1537978 1 63 gi|219857377|ref|NR_024965.1 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 153893 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Actinosynnemataceae; Saccharothrix. 

474980 Bacteria_16S 1539471 1539538 1 63 gi|219857376|ref|NR_024964.1 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossi 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
474980 Bacteria_16S 1541020 1541087 1 63 gi|219857375|ref|NR_024963.1 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 154204 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Actinosynnemataceae; Actinokineospora. 

474980 Bacteria_16S 1542580 1542647 1 63 gi|219857374|ref|NR_024962.1 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 154360 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Actinosynnemataceae; Actinokineospora. 

474980 Bacteria_16S 1575523 1575590 1 63 gi| 219856867 |ref|NR_024686.1 


strain JCM 9114 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynne 
474980 Bacteria_16S 1639502 1639543 42 82 gi|219878450|ref|NR_025589.1 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


474980 Bacteria_16S 


aridum subsp. lar 


Kibdelosporangium aridum subsp. 


Actinomycetales; 


474980 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
474980 Bacteria_16S 


keratiniphila sub 


Stre 
1662443 16625101 63 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1663983 1664050 1 63 gi 
gum strain SKF-AAD-609 16S ribosomal R 


pt 


s 
e; 


NA 


Pseudonocardineae; Pseudonocardiaceae; 
1665507 1665574 1 63 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


K 


nce 
al 


1676099 1676166 1 63 gi 


sp. nogabecina strain DSM 44586 16S ribo 


6S ribosomal RNA, partial sequence 1575051 15765 


219878433 


219878432 


219878431 


219878424 


ineae; Nocardiop 
ref|NR_025572.1 
equence 1661967 166345 
Actinomycetales; Pseudo 


osporang 


ref 
1 se 


NR_025571.1 
, partia quence 
ibdelosporangium. 

ref|NR_025570.1 
31 1666519 Kibdel 


donocardineae; P 


16650 
Pseu 


e 
es; 


ref 
A, Pp 


NR_025563.1 


somal RN artial seque 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Actinomadura yumaensis 


’ 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 

cardineae; 


Actinokineospora 
6 Actinokineospora 


ardineae; 


Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Kibdelosporangium 

6 Kibdelosporangium 

nocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


474980 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


474980 Bacteria_16S 


strain MG 417-CF 


Pseudonocardineae; Pseudonocardiaceae; 
1677616 1677683 1 63 gi 
n DSM 44594 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1679137 1679204 1 63 gi 
17 16S ribosomal RNA, partial sequence 


s 
A 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Amycolatopsis. 

474980 Bacteria_16S 1740271 1740312 42 82 gi|219878380|ref|NR_025519.1 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
474980 Bacteria_16S 1743360 1743401 42 82 gi| 219878378 |ref|NR_025517.1 


metallicus strain 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsis. 


Amycolato 
219878423 


219878422 


psis. 
ref|NR_025562.1 

1677147 167861 
etales; Pseudono 


equence 
ctinomyc 


ref|NR_025561.1 


1678661 1680145 Amycol 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 


seudonocardiaceae; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 


R2A 16S ribosomal RNA, partial sequence 


1742831 1744318 Nocard 
Streptosporangineae; 


Nocardiopsis 
iopsis metallicus 
Nocardiopsaceae; 


474980 Bacteria_16S 


strain SPR2 16S r 


strain 4-0 16S ri 


saxobsidens strai 
saxobsidens Bacte 
Blastococcus. 


474980 Bacteria_16S 


paurometabola str 
paurometabola Bac 
Cellulomonadaceae 


474980 Bacteria_16S 


strain DSM 46000 


strain Kb2 16S ri 


aridum strain DSM 


Bacteria; Actinob 


cellulosilytica B 


halotolerans stra 


halophila Bacteri 


Pseudonocardiaceae; 
474980 Bacteria_16S 


humiphilum strain 


Intrasporangiaceae; 
474980 Bacteria_16S 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Pseudonocardiaceae; 
474980 Bacteria_16S 
spinosispora strain LM 141 16S ribosomal RNA, partial sequence 
spinosispora Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Pseudonocardiaceae; 
474980 Bacteria_16S 


strain CCUG 35957 


Actinomadura. 


1758651 1758692 42 
ibosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 1781153 1781220 1 
bosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 1788555 1788596 42 
n BC448 16S ribosomal RNA, partial sequence 


ria; Actinobacteria; Actinobacteridae; Actinomycetal 


1805392 1805459 1 
ain DSM 14281 16S ribosomal RNA, partial sequence 1804913 18063 
teria; Actinobacteria; Actinobacteridae; Actinomycet 
Oerskovia. 

1806930 1806997 1 
16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
474980 Bacteria_16S 1810028 1810069 42 
bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
474980 Bacteria_16S 1816122 1816189 1 
43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibde 
acteria; Actinobacteridae; Actinomycetales; Pseudono 
Kibdelosporangium. 
474980 Bacteria_16S 


cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 


1852704 1852745 42 


1877040 1877081 42 2 
in DSM 44410 16S ribosomal RNA, partial sequence 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsaceae; Nocardiopsis. 
474980 Bacteria_16S 
halophila strain DSM 44411 16S ribosomal RNA, partial sequence 


1886406 1886473 1 


Pseudonocardia. 
1950088 1950155 1 


Pseudonocardia. 
2035228 2035295 1 


2139085 2139152 1 


2173882 2173923 42 


2232958 2232999 42 


2252756 2252797 42 


2310561 2310628 1 


474980 Bacteria_16S 
NRRL B-24104 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2342239 23423061 


gi| 219878366 


NR_025505.1 


Gordonia sihwensis 


1758120 1759618 Gordonia sihwensis Bacteria; 


Corynebacterineae; 


gi|219878349 


Gordoniacea 


NR_025488.1 


e; Gordonia. 


Citricoccus muralis 


1780670 1782124 Citricoccus muralis Bacteria; 


Micrococcineae; 


gi|219878343 


gi|219878332 


gi|219878331 


gi|219878329 


crococcacea 


1788037 17895 
es; Frankine 


1llulomonada 


NR_025482.1 


NR_025471.1 


NR_025470.1 


NR_025468.1 


e 


1 


9 
ales; Microc 


Cc 


Citricoccus. 
Blastococcus 


9 Blastococcus 
ae; Geodermatophilaceae; 


Oerskovia 


8 Oerskovia 
occineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
eae; Oerskovia. 


Gordonia westfalica 


1809512 1810989 Gordonia westfalica Bacteria; 


gi|219878325 


gi|219878299 


acteria; Actinobacteria; Actinobacteridae; Actinomyc 
Nocardiopsaceae; Thermobifida. 
474980 Bacteria_16S 


gi|219878283 


gi|219878274 


a; Actinobacteria; Actinobacteridae; Actinomycetales 
Saccharomonospora. 

1900261 1900348 1 
DSM 12362 16S ribosomal RNA, partial sequence 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetale 
Ornithinimicrobium. 

1924099 1924166 1 


gi|219878263 


gi| 219878245 


gi|219878228 


gi| 219878171 |ref 
16S ribosomal RNA, partial sequence 2034753 2036233 Rothia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
474980 Bacteria_16S 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Pseudonocardiaceae; Amycolatopsis. 
474980 Bacteria_16S 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Nocardiaceae; Rhodococcus. 
474980 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 2232422 2233905 Gordon 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
474980 Bacteria_16S 
strain KS9 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 
strain A290 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219857642|ref 


gi|219857619|ref 


gi|219857577|ref 


gi|219857564|ref 
2252243 2253696 Nocardiopsis 
Streptosporanginea 
gi|219857522|ref 
2310109 2311529 Actinomadura 
Streptosporanginea 


gi|219857500|ref 


cardineae; 


1852181 18536 
etales; Stre 


1876505 187800 


Actinomycetales; Strepto 


1885917 188742 
; Pseudonoca 


ref 
1899804 190110 
s; Micrococc 


ref 

1923611 192512 
es; Pseudono 
ref 


1949601 195111 
les; Pseudon 


138615 214004 
etales; Pseu 


173451 217485 
ales; Coryne 


e; Nocardiop 


e; Thermomon 


NR_025088.1 


Gordoniacea 


NR_025464.1 


NR_025438.1 


NR_025422.1 


NR_025413.1 


NR_025402.1 


NR_025384.1 


NR_025367.1 


NR_025310.1 


crococcaceae 


NR_025231.1 


NR_025208.1 


NR_025165.1 


Gordoniacea 
NR_025152.1 


NR_025110.1 


1 
P 


7 


e; Gordonia. 


Kibdelosporangium 


osporangium aridum 
seudonocardiaceae; 


Thermobifida 


5 Thermobifida 
ptosporangineae; 


Nocardiopsis 


9 Nocardiopsis 
sporangineae; 


Saccharomonospora 


1 Saccharomonospora 
rdineae; 


Ornithinimicrobium 


9 Ornithinimicrobium 
ineae; 


Pseudonocardia 


2 Pseudonocardia 
cardineae; 


Pseudonocardia 


2 Pseudonocardia 
ocardineae; 


Rothia nasimurium 


nasimurium Bacteria; 


Rothia. 
Amycolatopsis 


1 Amycolatopsis 
donocardineae; 


Rhodococcus 


9 Rhodococcus 
bacterineae; 


Gordonia namibiensis 


ia namibiensis Bacteria; 
e; Gordonia. 


Nocardiopsis composta 


composta Bacteria; 
saceae; Nocardiopsis. 


Actinomadura mexicana 


mexicana Bacteria; 
osporaceae; 


Crossiella equi strain 


2341772 2343243 Crossiella equi Bacteria; 
Pseudonocardiaceae; Crossiella. 


Pseudonocardineae; 


474980 Bacteria_ 


singaporensis str 
singaporensis Bac 


Nocardioidaceae; 
474980 Bacteria_ 


pyridinivorans st 
pyridinivorans Ba 
Rho 


Nocardiaceae; 
474980 Bacteria_ 


strain DNP505 16S 


ribosomal RNA, partial sequence 


2496307 24977 


16S 2343750 2343817 1 63 gi|219857498|ref|NR_025086.1| Actinopolymorpha 

ain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Actinopolymorpha. 

16S 2421541 2421582 42 82 gi| 219857445 |ref|NR_025033.1| Rhodococcus 

rain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 

cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

dococcus. 

16S 2496819 2496860 42 82 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

474980 Bacteria_16S 2510605 2510646 42 82 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
strain VKM Ac-942 16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 

474980 Bacteria_16S 2512112 2512153 42 82 gi|219857369|ref|NR_024957.1| Nocardiopsis tropica 
strain VKM Ac-1457 16S ribosomal RNA, partial sequence 2511592 2513043 Nocardiopsis tropica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
474980 Bacteria_16S 2518070 2518137 1 63 gi| 219857365 |ref|NR_024953.1| Streptomyces 
yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 2517611 2519099 Streptomyces 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

474980 Bacteria_16S 2577055 2577122 1 63 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
474980 Bacteria_16S 2578484 2578551 1 63 gi|219857282|ref|NR_024913.1| Cellulomonas persica 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
474980 Bacteria_16S 2609342 2609383 42 82 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

474980 Bacteria_16S 2610867 2610934 1 63 gi|219857258|ref|NR_024889.1| Prauserella rugosa 


strain DSM 43194 


16S ribosomal RNA, partial sequence 2610373 26118 


91 Prauserella rugosa Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
474980 Bacteria_16S 2612396 2612463 1 63 gi|219857257|ref|NR_024888.1| Amycolatopsis alba 
strain DSM 44262 16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
474980 Bacteria_16S 2745209 2745276 1 63 gi|219857157|ref|NR_024785.1| Rothia aeria strain 
A1-17B 16S ribosomal RNA, partial sequence 2744758 2746095 Rothia aeria Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

474980 Bacteria_16S 2752463 2752542 1 74 gi|219857151|ref|NR_024779.1| Planomonospora 
sphaerica strain JCM 9374 16S ribosomal RNA, partial sequence 2752000 2753445 Planomonospora 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

474980 Bacteria_16S 2760022 2760089 1 63 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 

474980 Bacteria_16S 2818797 2818876 1 74 gi|219856911|ref|NR_024732.1| Planomonospora 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial sequence 2818334 2819777 Planomonospora 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Planomonospora. 

474980 Bacteria_16S 2820290 2820369 1 74 gi|219856910|ref|NR_024731.1| Planobispora rosea 
strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora rosea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Planobispora. 

474980 Bacteria_16S 2821784 2821863 1 74 gi|219856909|ref|NR_024730.1| Planomonospora 
parontospora subsp. antibiotica strain JCM 3094 16S ribosomal RNA, partial sequence 2821321 2822766 


Planomonospora parontospora subsp. 


Actinomycetales; 


474980 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


474980 Bacteria_16S 


strain IAM 14848 


Streptosporangineae; Streptosporangiac 
2898548 2898581 42 74 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
2900016 2900082 1 


63 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


474980 Bacteria_16S 


2901597 2901638 42 82 gi 


antibiotica Bacteria; Actinobacteria; 


ea 


ne 
al 


oc 


219856857 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 


e; Planomonospora. 
ref |NR_024676.1 
36 2899473 Microp 

7 


ionibacterineae 


28980 
Prop 


e 
es; 


ref|NR_024675.1 


occineae; Microbacteriac 


219856855 


ref 


Actinobacteridae; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 


eae; Pseudoclavibacter. 
Leucobacter albus 


NR_024674.1 


strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 


474980 Bacteria_16S 2939522 2939589 1 63 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
474980 Bacteria_16S 2954690 2954731 42 82 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

474980 Bacteria_16S 2986668 2986709 42 82 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

474980 Bacteria_16S 3010914 3010955 42 82 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

474980 Bacteria_16S 3023054 3023095 42 82 gi|219846908|ref|NR_026500.1| Gordonia 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial sequence 3022528 3023984 Gordonia 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Gordoniaceae; Gordonia. 

474980 Bacteria_16S 3039782 3039823 42 82 gi|219846896|ref|NR_026488.1| Gordonia alkanivorans 


strain HKI 0136 1 


esteraromaticum s 


esteraromaticum B 
Microbacteriaceae 
474980 Bacteria_16S 
strain TA68 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 


strain TAGA27 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 


strain DSM 43067 


Actinomadura. 


474980 Bacteria_16S 
lucentensis strai 
lucentensis Bacte 


Nocardiopsaceae; 


474980 Bacteria_16S 


strain DSM 40297 


strain DSM 43377 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


474980 Bacteria_16S 


strain DSM 44140 


3068506 3068547 42 82 gi 
train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteri 
Microbacterium. 

3092507 3092574 1 63 
ibosomal RNA, partial sequence 


, 


gi 


oc 
3094026 3094093 1 63 
ribosomal RNA, partial sequence 


gi 


oc 


3254339 3254406 1 63 gi 


Stre 


3255891 3255932 42 82 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

3257404 3257445 42 


s 


82 gi 
Stre 
3258916 3258957 42 82 gi 
Stre 
3260426 3260467 42 82 gi 
p- albirubida strain DSM 40465 16S ribos 
Streptosporangineae; Nocardiopsaceae; 
3321191 3321232 42 82 gi 


No 


pt 


pt 
219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 


pt 
219846747 
omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


6S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
474980 Bacteria_16S 


nebacterin 
219846876 
ial sequen 
dae; 


Actin 


219846860 
3092041 30935 
occineae; 
219846859 
3093562 30950 
occineae; 
219846751 
16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; 


osporang 


219846750 


equence 


Actinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 


osporang 


osporang 


cardiops 


219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
474980 Bacteria_16S 3369957 3370036 1 74 gi|219846670 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Streptosporangiaceae; Streptosporangium. 

474980 Bacteria_16S 3380664 3380705 42 82 gi|219846662 
strain DSM 44015 16S ribosomal RNA, complete sequence 33801 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
474980 Bacteria_16S 3397159 3397226 1 63 gi|219846647 


strain DSM 43852 


strain NCTC 25174 
Bacteria; Actinob 
Cellulomonas. 


474980 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


474980 Bacteria_16S 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 3396701 33981 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 


ococcineae 

3415423 34154901 63 gi| 219846634 

16S ribosomal RNA, partial sequence 34149 

acteria; Actinobacteridae; Actinomycetales; Micr 

3416903 3416970 1 63 gi| 219846633 

rain CIP 103149 16S ribosomal RNA, partial seque 

cteria; Actinobacteria; Actinobacteridae; Actino: 
Actinomyces. 

3467835 3467902 1 63 gi| 219846597 


45 Gordonia alkanivorans Bacteria; 
eae; Gordoniaceae; Gordonia. 
ref|NR_026468.1| Microbacterium 
ce 3067998 3069460 Microbacterium 
omycetales; Micrococcineae; 


ref|NR_026452.1| Kocuria rhizophila 
11 Kocuria rhizophila Bacteria; 

3 Micrococcaceae; Kocuria. 
ref|NR_026451.1| Kocuria palustris 

28 Kocuria palustris Bacteria; 

3; Micrococcaceae; Kocuria. 

ref |NR_026343.1| Actinomadura madurae 
21 Actinomadura madurae Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_026342.1 
3255372 325683 
etales; Streptos 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


ref |NR_026341.1 
45 Nocardiopsis listeri Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_026340.1| Nocardiopsis alba 

56 Nocardiopsis alba Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_026339.1| Nocardiopsis 

partial sequence 3259907 3261367 


Nocardiopsis listeri 


is. 
ref|NR_026297.1| Gordonia hirsuta 
44 Gordonia hirsuta Bacteria; 

eae; Gordoniaceae; Gordonia. 
ref|NR_026262.1| Streptosporangium 
3369499 3370948 Streptosporangium 
es; Streptosporangineae; 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; Gordoniaceae; Gordonia. 
ref|NR_026239.1| Oerskovia enterophila 
51 Oerskovia enterophila Bacteria; 

; Cellulomonadaceae; Oerskovia. 
ref|NR_026226.1| Cellulomonas humilata 
64 3416365 Cellulomonas humilata 
ococcineae; Cellulomonadaceae; 


Gordonia hydrophobica 
ia hydrophobica 


ref 
nce 
myce 


NR_026225.1 
341641 
Actin 


Actinomyces 
6 3417841 Actinomyces 


tales; omycineae; 


ref|NR_026189.1] Arthrobacter 


3467352 3468823 Arthrobacter 


crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


474980 Bacteria_16S 


strain DSM 43205 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
474980 Bacteria_16S 
DSM43338 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
474980 Bacteria_16S 
strain DSM 3133 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 
municipale strain 
municipale Bacter 
Pseudonocardiacea 
474980 Bacteria_16S 


strain 


strain DSM 44070 


Bacteria; Actinob 


Thermocrispum. 


474980 Bacteria_16S 


strain DSM 43045 


imperiale strain 


imperiale Bacteri 


Microbacterium. 


474980 Bacteria_16S 
gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 
474980 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
474980 Bacteria_16S 
verrucosospora st 
verrucosospora Ba 
Thermomonosporace 
474980 Bacteria_16S 
rugatobispora str 


rugatobispora Bac 


Thermomonosporace 
474980 Bacteria_16S 
strain 04745 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 


luteofluorescens 
luteofluorescens 
Thermomonosporace 


474980 Bacteria_16S 


strain IFO 14679 


Actinomadura. 


474980 Bacteria_16S 
rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 


alkalitolerans st 
alkalitolerans Ba 
Micrococcaceae; C 


474980 Bacteria_16S 


strain YIM 90010 


strain W4937 16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


474980 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


474980 Bacteria_16S 


subtile strain F3 
Bacteria; Actinob 


3472435 3472476 42 82 gi 
16S ribosomal RNA, partial sequence 34 


3473970 3474011 42 
16S ribosomal RNA, 


82 gi 
complete sequence 


3487602 3487669 1 63 gi 
6S ribosomal RNA, partial sequence 34 


3493749 3493816 1 63 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 

3495129 3495196 1 
16S ribosomal RNA, 


63 gi 
complete sequence 


3504098 3504165 1 63 gi 


3510232 3510273 42 82 gi 


3523917 3523984 1 63 gi 


a 
e; Saccharopolyspora. 

3571385 3571426 42 82 
ribosomal RNA, partial sequence 
Bifidobacteriales; 
3724480 3724547 1 63 gi 


rain A-184 16S ribosomal RNA, partial 


gi 


Actinomadura. 
3725940 3726007 1 


ae; 


63 gi 


Actinomadura. 
3728848 3728915 1 


ae; 


63 gi 


Actinomadura. 
3731761 3731828 1 


ae; 


63 gi 


4058460 4058527 1 63 gi 


itricoccus. 


4061485 4061526 42 82 gi 


4115846 4115887 42 82 
ribosomal RNA, partial sequence 


gi 


4210625 4210692 1 63 gi 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

4218271 4218338 1 


63 gi 


Actinomadura. 
335290 335322 42 


ae; 


73 gi 


acteria; Actinobacteridae; 


474980 Bacteria_16S 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 


437412 437479 1 63 gi 


acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 
DSM 20530 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 


3570843 35723 
Tu 


cteria; Actinobacteria; Actinobacterid 


ain IFO 14382 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


16S ribosomal RNA, partial sequence 3731323 37327 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 


16S ribosomal RNA, partial sequence 4060988 40624 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 


Stre 


4115405 41168 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
474980 Bacteria_16S 
n SA 233 16S ribosomal RNA, partial se 


in L 46 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 


95 16S ribosomal RNA, partial sequence 
Bifidobacte 


219846594 
71913 34733 
nebacterin 
219846593 
34734 
nebacterin 
219846584 
87117 34886 
ococcineae 
219846580 
sequence 

Actinomyce 


219846579 
34946 
Pseu 


ales; 


219846573 


oc 
219846569 
equence 

inomycet 


219846560 
equence 
tinomyceta 


219846528 


ricella. 
219846418 
sequence 
ae; Acti 


: no 


219846417 
al sequenc 
e; Actin 


219846415 
1 sequence 
idae; Acti 


219846413 


ptosporang 
219846181 
ial sequen 
ae; Actino: 


v 


219846178 


ptosporang 
219846140 


nebacterin 
219846068 
quence 
Actinomyc 


219846062 
uence 
Actinomy 


, 


265678834 
33475 
riales; Bi 


occineae; 


ref 


ref 


ref 


ref 


ref 


v 
ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


265678763 


ref 


44 3474924R 
eae; 


tale 


39 3496156T 
dono 


3509716 3 
ales; 


les; 


3724040 372545 
myce 


e 3725501 372690 
omycet 


3728410 37298 
nomy 


31 Actinomadura 
inea 


ce 4057969 40594 
myce 


36 Nocardiopsis 
inea 
4210162 42115 


etal 


4217823 42192 
ceta 


5 336267 Bifid 
fido 


NR_026186.1 


Nocardiace 
NR_026185.1 
hodoc 

Nocardiace 
NR_026176.1 


llulomonada 


NR_026171.1 
hermo 
cardineae; P 
NR_026165.1 


crobacteriac 
NR_026161.1 
51118 


Micrococc 


v 


Pseudo 


NR_026120.1 


NR_026009.1 
tales; Strep 
NR_026008.1 


ales; Strept 


NR_026006.1 
1 
r 


cetales; St 


NR_026004.1 


e; Thermomon 
NR_025771.1 
4 
° 


tales; Micr 


NR_025768.1 


e; Nocardiop 
NR_025730.1 


Nocardiacea 
NR_025658.1 
9 
es; Pseudono 
NR_025652.1 
9 
les; Strepto 
NR_029139.1 
° 


bacteriaceae 


a 


a 


Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 
eae; 


e; Rhodococcus. 
Rhodococcus ruber 

occus ruber Bacteria; 

e; Rhodococcus. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 
Ce 


eae; Actinotalea. 
Thermocrispum 

8 Thermocrispum 

ardineae; 


Thermocrispum agreste 
crispum agreste 


seudonocardiaceae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
Mi 


eae; Agromyces. 
Microbacterium 

5 Microbacterium 

neae; Microbacteriaceae; 


Saccharopolyspora 
4 Saccharopolyspora 


dineae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Actinomadura 
0 Actinomadura 
tosporangineae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura 
8 Actinomadura 


eptosporangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 
Citricoccus 
8 Citricoccus 


coccineae; 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
eae; 


e; Rhodococcus. 
Saccharothrix 
0 Saccharothrix 
cardineae; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Bifidobacterium 
bacterium subtile 
; Bifidobacterium. 


NR_029068.1 
436922 


, 
Amycolatopsis 
438427 Amycolatopsis 


kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiaceae; Amycolatopsis. 


474980 Bacteria_16S 460336 460403 1 63 gi 


mediterranei strain NT 19 16S ribosomal RNA, partial se 
mediterranei Bacteria; Actinobacteria; Actinobacteridae 


Pseudonocardiaceae; Amycolatopsis. 
474980 Bacteria_16S 838390 838460 1 66 
strain AC 615 16S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
474980 Bacteria_16S 888254 888321 1 63 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

474980 Bacteria_16S 1090142 1090212 1 66 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

474980 Bacteria_16S 1563434 1563501 1 63 gi|219846103|ref|NR_025693.1| Amycolatopsis 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 1562964 1564361 Amycolatopsis 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

474980 Bacteria_16S 1573998 1574065 1 63 gi|219856868|ref|NR_024687.1| Umezawaea tangerina 


strain MK27-91F2 


474980 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiaceae; Amycolatopsis. 
474980 Bacteria_16S 1674600 1674667 1 
balhimycina strai 
balhimycina Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; Amycolatopsis. 

474980 Bacteria_16S 1951658 1951736 1 73 gi 
strain CCUG 41706 16S ribosomal RNA, partial sequence 


1673077 1673144 1 63 gi 


63 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


474980 Bacteria_16S 
strain DSM43926 16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 2409126 2409158 42 73 

salina strain YIM 
Bacteria; Actinob 
Streptomonospora. 
474980 Bacteria_16S 
taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 
474980 Bacteria_16S 
strain JCM 3151 1 


2309044 23091141 66 gi 


gi 


2667043 2667110 1 63 gi 


2670093 26701711 73 gi 


rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 


n DSM 44591 16S ribosomal RNA, partial 


Stre 
90002 16S ribosomal RNA, partial seque 


acteria; Actinobacteridae; Actinomycet 


43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


265678744 
quence 


, 


265678487 


837961 83941 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


do 
219878426 
al 
ae 


v 


219878425 
sequence 


219878227 

19511 
no 
219857523 


partial sequence 2308611 23100 
osporang 


pt 
219857454 
nce 24085 
ales; 


219857212 
ence 26665 


ales; 


219857210 


6S ribosomal RNA, partial sequence 2669632 26710 


Actinomy 


nocardin 


sequenc 
Actino: 


Actinomyc 


mycineae 


Stre 


Pseu 


ref|NR_029049.1 
459859 461323 
cetales; 


ref |NR_028790.1 


eae; Actinosynne 
ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseu 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


ref|NR_025366.1 
63 1952590 Actin 
; Actinomycetac 
ref|NR_025111.1 


O: 
e 


ineae; Streptos 
ref |NR_025042.1 
77 2410105 Strept 
ptosporangineae; 


ref|NR_024840.1 
99 2668066 Saccha 
donocardineae; P 


ref|NR_024838.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microbispora. 

474980 Bacteria_16S 2750969 2751047 1 73 gi|219857152|ref|NR_024780.1 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 2750506 275194 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptosporangiaceae; Microtetraspora. 

474980 Bacteria_16S 3249837 3249907 1 66 gi|219846754|ref|NR_026346.1 


strain DSM 43678 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 3251337 3251415 1 73 

strain DSM 43311 


gi 


Stre 


16S ribosomal RNA, partial sequence 3249381 32508 
osporang 


pt 
219846753 


16S ribosomal RNA, partial sequence 3250880 32523 


inea 
ref 


e; Streptosp 
NR_026345.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Microtetraspora. 

474980 Bacteria_16S 3368461 3368539 1 73 gi|219846671|ref|NR_026263.1 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 336944 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
Streptosporangiaceae; Streptosporangium. 

474980 Bacteria_16S 3413950 3414020 1 66 gi|219846635|ref|NR_026227.1 
strain CIP 103259 16S ribosomal RNA, partial sequence 3413473 3414913 Actino 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
474980 Bacteria_16S 3478524 3478594 1 66 gi|219846590|ref|NR_026182.1 


strain 6843 DSM 1 


474980 Bacteria_16S 3479974 3480044 1 66 gi 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


nomycineae 
219846589 


denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 


; Actinomycetace 
ref|NR_026181.1 
3479494 348091 


Pseudon 


d 


Amycolatopsis 
Amycolatopsis 
ocardineae; 


Nonomuraea rubra 


7 Nonomuraea rubra Bacteria; 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Amycolatopsis 

6 Amycolatopsis 

onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Actinomyces canis 
myces canis Bacteria; 
ae; Actinomyces. 
Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
Pp 


orangiaceae; Nonomuraea. 
Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Saccharopolyspora 
ropolyspora taberi 


seudonocardiaceae; 


Microbispora mesophila 


87 Microbispora mesophila Bacteria; 


orangiaceae; 
Microtetraspora 
9 Microtetraspora 


sporangineae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces 
5 Actinomyces 


denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 

474980 Bacteria_16S 3736139 3736209 1 
strain IFO 14097 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 3737598 3737676 1 73 
strain IFO 14525 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 3739062 3739132 1 66 
strain IFO 14345 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 3740526 3740604 1 73 
niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 
474980 Bacteria_16S 
strain IFO 14094 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 3744920 3744990 1 66 
strain 104 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 777263 777302 42 80 
paraffinivorans s 
paraffinivorans B 
Gordoniaceae; Gor 
474980 Bacteria_16S 
subroseum strain 
subroseum Bacteri 
Streptosporangiaceae; 
474980 Bacteria_16S 1108229 1108298 1 65 
strain DF-32 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbispora. 
474980 Bacteria_16S 1360984 1361007 42 
ferrooxidans DSM 10331 16S ribosomal RNA, 
DSM 10331 Bacteri 
Acidimicrobiaceae; 
474980 Bacteria_16S 
silvatica strain 
silvatica Bacteri 
Streptosporangiaceae; 
474980 Bacteria_16S 
strain JCM 4662 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 2826338 2826361 42 65 
strain IFO 12702 


66 


3743455 3743525 1 66 


donia. 


874653 874722 1 65 


Streptosporangium. 


65 


Acidimicrobium. 


2692626 2692695 1 65 


Planotetraspora. 


2775192 2775215 42 65 


474980 Bacteria_16S 
brevicatena strai 
brevicatena Bacte 
Sporichthya. 
474980 Bacteria_16S 
longisporum strai 
longisporum Bacte 
Streptosporangiaceae; 
474980 Bacteria_16S 


2944123 2944146 42 65 


3366961 3367030 1 65 


Streptosporangium. 
3371456 3371525 1 


65 


album strain DSM 43023 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Streptosporangium. 


474980 Bacteria_16S 3746381 3746450 1 66 


strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 
Stre 


Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 53621 53655 1 34 


thermoacetoxidans strain CAMZ 16S ribosomal RNA, partia 
Clo 


thermoacetoxidans Bacteria; Firmicutes; 
474980 Bacteria_16S 92612 92634 42 
ferrireducens strain PAL-1 16S ribosomal RNA, 
ferrireducens Bacteria; Deferribacteres; 
474980 Bacteria_16S 104970 105004 1 


Clostridia; 
64 


34 


wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Bacteria; Firmicutes; Clostridia; 


gi 


16S ribosomal RNA, partial sequence 3735706 37371 
Stre 


gi 


16S ribosomal RNA, partial sequence 3737165 37385 
Stre 


gi 


16S ribosomal RNA, partial sequence 3738628 37400 
Stre 


gi 


Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


16S ribosomal RNA, partial sequence 3743020 37444 
Stre 


gi 
37 


Stre 


gi 


train HD321 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 


gi 


CY-7113 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Actinomycet 


gi 
11 


Stre 


gi 


complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 


gi 


TT 00-51 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


gi 


6S ribosomal RNA, partial sequence 2774670 27761 
Stre 


gi 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 


gi 


n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


n DSM 43180 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


gi 


gi 


gi 


complete 
Deferribactera 


gi 


219846410 


ptosporang 
219846409 


ptosporang 
219846408 


ptosporang 
219846407 
ce 37400 
ales; Stre 
219846405 


ptosporang 
219846404 
44485 37458 
ptosporang 
265678528 
sequence 
dae; Actin 


265678462 
uence 


265678303 
07766 11092 
ptosporang 


228719712 
ence 13604 
idimicrobi 


219857193 
quence 
inomycet 


219857133 


ptomycinea 
219856906 


kineae; Sp 
219856827 
sequence 
Actinomyc 


219846672 
sequence 
Actinomyc 


219846669 
nce 33709 
ales; Stre 


219846403 


ptosporang 
265679028 
1 sequence 


265679001 
sequence 

les; Defer 
265678993 


inea 


inea 


omyc 


ales 


07 Microbispora 
inea 


61 1361925 Acidi: 
ales 


ales 


57 Streptomyces 
e; 


etal 


etal 


99 3372445 Strept 
ptos 


stridiales; 


riba 


ref|NR_026001.1 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


e; Streptos 
ref|NR_026000.1 
e; Streptos 
ref|NR_025999.1 
e; Streptos 
NR_025998.1 


ref 


91 3741506 Microt 
ptos 


porangineae; 


ref|NR_025996.1 
e; 
ref|NR_025995.1 
e; Streptosp 
ref|NR_028832.1 

776745 778221 
etales; Cor 


ref|NR_028765.1 
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Pp 


P 


P 


y 


e: 
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Streptosporangiaceae; 
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bineae; 
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Desulfotomaculum 
Desulfotomaculum 
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Geovibrio 

Geovibrio 

eovibrio. 
Thermoanaerobacter 


’ 


NR_029301.1 


104486 105949 Thermoanaerobacter wiegelii 
Thermoanaerobacteraceae; 


Thermoanaerobacter. 


474980 Bacteria_16S 126418 126452 1 34 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
474980 Bacteria_16S 135517 135551 1 34 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 


474980 Bacteria_16S 204176 204210 1 34 gi| 265678927 |ref|NR_029235.1]| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

474980 Bacteria_16S 397072 397139 1 63 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 


xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 


474980 Bacteria_16S 544441 544475 42 75 gi| 265678689 |ref|NR_028994.1| Nocardia puris strain 
IMMIB R-145 16S ribosomal RNA, partial sequence 543951 545424 Nocardia puris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

474980 Bacteria_16S 595917 595951 1 34 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
474980 Bacteria_16S 665770 665804 1 34 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

474980 Bacteria_16S 801813 801847 1 34 gi|265678511|ref|NR_028814.1| Thermaerobacter 
subterraneus strain C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 


subterraneus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 
474980 Bacteria_16S 905066 905100 1 34 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 


474980 Bacteria_16S 993141 993175 1 34 gi| 265678382 |ref|NR_028684.1| Syntrophomonas 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 992614 994134 Syntrophomonas sapovorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

474980 Bacteria_16S 1076465 1076529 1 60 gi|265678325|ref|NR_028627.1| Rarobacter incanus 


strain YLM-32 16S ribosomal RNA, partial sequence 1075986 1077478 Rarobacter incanus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Rarobacteraceae; Rarobacter. 
474980 Bacteria_16S 1149195 1149217 42 64 gi|253680757|ref|NR_028005.1| Geovibrio thiophilus 
strain AAFu3 16S ribosomal RNA, partial sequence 1148654 1150127 Geovibrio thiophilus Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 
474980 Bacteria_16S 1313580 1313614 1 34 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
474980 Bacteria_16S 1338146 1338176 1 31 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 
474980 Bacteria_16S 1506077 15061111 34 gi|219846365|ref|NR_025956.1| Thermoanerobacter 
brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
474980 Bacteria_16S 1735616 1735650 1 34 gi| 219878384 |ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
474980 Bacteria_16S 1738661 1738695 1 34 gi| 219878382 |ref|NR_025521.1| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
474980 Bacteria_16S 1901651 1901685 1 34 gi|219878262|ref|NR_025401.1| Actinomyces 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
474980 Bacteria_16S 2182962 2182996 1 34 gi|219857611|ref|NR_025200.1| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
474980 Bacteria_16S 2333320 2333342 42 64 gi|219857507|ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
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4237951 4237985 1 34 gi| 219846043 |ref|NR_025633.1 
ribosomal RNA, complete sequence 4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
522 543 42 63 gi|265679063|ref|NR_029371.1 
34 16S ribosomal RNA, partial sequence 1 1489 Saccha 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
2061 2082 42 63 gi|265679062|ref|NR_029370.1 
28 16S ribosomal RNA, partial sequence 1539 3029 Saccha 


azurea strain NA1 


Saccharomonospora 
romonospora azurea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Saccharomonospora 


474980 Bacteria_16S 32432 32453 42 63 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

474980 Bacteria_16S 68708 68749 42 82 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

474980 Bacteria_16S 103481 103502 42 63 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
strain IMMIB D-1321 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Tsukamurellaceae; 
Tsukamurella. 

474980 Bacteria_16S 117303 117344 42 82 gi| 265678984 |ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

474980 Bacteria_16S 120326 120347 42 63 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
474980 Bacteria_16S 134083 134104 42 63 gi|265678973|ref|NR_029281.1| Arthrobacter 


ureafaciens strain NC 16S ribosomal RNA, partial sequence 13354 


6 135015 Arthro 


bacter ureafaciens 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

474980 Bacteria_16S 138590 138611 42 63 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
474980 Bacteria_16S 144636 144657 42 63 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

474980 Bacteria_16S 147543 147564 42 63 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineospo 
Kineosporiaceae; Kineococcus. 

474980 Bacteria_16S 159904 159925 42 63 gi| 265678956 |ref|NR_029264.1 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Pseudoclavibacter. 

474980 Bacteria_16S 348933 348954 42 63 gi| 265678825 |ref|NR_029130.1 
strain DSB MGU 15-6 16S ribosomal RNA, partial sequence 348412 349877 Agromy 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
474980 Bacteria_16S 377237 377258 42 63 gi| 265678803 |ref|NR_029108.1 


XILO1 16S ribosomal RNA, complete sequence 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
474980 Bacteria_16S 421868 421889 42 63 gi| 265678773 
strain YIM 70085 16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 428118 428159 42 82 gi 
halotolerans strain YIM70093 16S ribosomal RNA, partial 
halotolerans Bacteria; Actinobacteria; Actinobacteridae 
Corynebacteriaceae; Corynebacterium. 
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aurimucosum Bacteria; Actinobacteria; Actinobacteridae; 


618818 618839 42 


623189 623230 42 


Corynebacteriaceae; Corynebacterium. 


474980 Bacteria_16S 
strain Muenster 2 


474980 Bacteria_16S 
strain HKI 0120 1 


474980 Bacteria_16S 
strain HKI 0119 1 


474980 Bacteria_16S 


strain W16 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


474980 Bacteria_16S 
botniense strain 


Mycobacterium. 
474980 Bacteria_16S 
strain YIM90005 1 


474980 Bacteria_16S 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 
radiotolerans Bacteria; Actinobacteria; Actinobacterida 
Kineococcus. 


Kineosporiaceae; 
474980 Bacteria_16S 
strain VKM Ac-179 


Rathayibacter. 
474980 Bacteria_16S 
strain VKM Ac-180 


474980 Bacteria_16S 


VKM Ac-1401 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


474980 Bacteria_16S 
strain IFM 10035 


474980 Bacteria_16S 
strain IFM 0784 1 


474980 Bacteria_16S 
strain IFM 0575 1 


474980 Bacteria_16S 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 
tukisamuensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 


Nocardiaceae; 
474980 Bacteria_16S 


strain 14 16S ribosomal 
Actinobacteria; Actinoba 


474980 Bacteria_16S 
sphenisci strain 
sphenisci Bacteria; 
Corynebacteriaceae; 
474980 Bacteria_16S 


CMS 81 16S ribosomal RNA, 
Actino: 


Actinobacteridae; 
474980 Bacteria_16S 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifs 
Actinomycetales; Micrococcineae; Microbacteriaceae; 


Actinobacteridae; 
474980 Bacteria_16S 


strain Cal06 16S ribosomal RNA, partial sequence 


CECT 59 
Acti 


630842 630909 1 


635405 635472 1 


636936 637003 1 


674792 674859 1 


713892 713913 42 


774137 774158 42 


851941 851962 42 


885247 885268 42 


886781 886802 42 


911341 911362 42 


1038851 1038892 42 


1040360 1040401 42 


1041898 1041939 42 


1075135 1075176 42 


1102126 1102147 42 
RNA, partial sequence 


1133977 1134018 42 


1137008 1137029 42 
complete sequence 


1138559 1138580 42 


1217206 1217227 42 


63 gi 


V-73 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


000 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


6S ribosomal RNA, partial sequence 636453 63793 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococ 
82 gi|265678636|ref|NR_028941.1 
8 
Actinomycetales; 
63 gi|265678630|ref|NR_028935.1 
63034 
Micrococcineae; 
63 gi| 265678627 |ref|NR_028932.1 
Intrasporangia 
63 gi|265678626|ref|NR_028931.1 
Intrasporangia 
63 gi| 265678599 |ref|NR_028904.1 


63 gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


63 gi 


6S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


63 gi 


63 gi 


9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


63 gi 


4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


63 gi 


82 gi 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


82 gi 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


82 gi 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


82 gi 


63 gi 


1101592 11031 
cteridae; Actinomycetales; Micrococcineae; 


82 gi 


90 16S ribosomal RNA, partial s 
nobacteria; Actinobacteridae; Actinomycet 
Corynebacterium. 


63 gi 


1136447 1137959 Leifs 
mycetales; Micrococcineae; Microbacteriaceae; 


63 gi 


63 gi 


674316 67581 


265678639 
61837 


265678573 
71335 


265678530 


265678478 


265678350 


265678327 


265678308 


253680764 


219878473 


Mi 

253680767 |ref 
equence 1 
ales 
253680765|ref 
onia 


onia 


ref 


0 Dermatophilus 


De 
ref 


9 714869 Mycoba 
Coryneba 


ref 


ref 


851409 85278 
e; Actinomycet 


ref 


ref 


ref 


01 Agromyces 


ref 


1074605 10759 
e; Actinomycet 


133500 11 


NR_028944.1 


rmatophilace 
NR_028878.1 


cterineae; 
NR_028834.1 


Pseudonocar 
NR_028781.1 
3 


ales; Kineos 


Nocardiacea 
NR_028652.1 


Nocardiacea 
NR_028629.1 
3 
ales; Coryne 
NR_028610.1 


crobacteriac 
NR_028015.1 
3488 
7 Corynebact 


NR_028013.1 
aurea Bacte 
Leifsonia. 
NR_028012.1 
rubra Bacte 
Leifsonia. 


ref 


Microbacterium 


1 619715 Microbacterium aerolatum 
cineae; Microbacteriaceae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Kytococcus schroeteri 


9 631823 Kytococcus schroeteri 
Dermacoccaceae; 


Kytococcus. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Dermatophilus chelonae 
chelonae Bacteria; 

ae; Dermatophilus. 
Mycobacterium 

cterium botniense 


Mycobacteriaceae; 


Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Kineococcus 
Kineococcus 
poriineae; 


Rathayibacter caricis 
ibacter caricis 
obacteriaceae; 


Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Leifsonia poae strain 


eae; Leifsonia. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


265678454] ref |NR_028756.1 

884701 886196 Rathay 

Micrococcineae; Micr 

265678453 |ref|NR_028755.1 

886247 887732 Agreia 

Microbacteriac 

265678437 |ref|NR_028739.1 
910794 912281 Leifsonia poae Bacteria; 

Microbacteriac 

265678352 |ref|NR_028654.1 

Nocardiacea 

265678351 |ref|NR_028653.1 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Rhodococcus 
5 Rhodococcus 
bacterineae; 


Agromyces rhizospherae 


rhizospherae Bacteria; 


eae; Agromyces. 

Corynebacterium 
1 Corynebacterium 
erineae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


NR_025612.1 


Arthrobacter bergerei 


1216681 1218148 Arthrobacter bergerei Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


474980 Bacteria_16S 


1233857 1233878 42 63 


219878266 


ref|NR_025405.1 


Microbacterium 


phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 


phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
474980 Bacteria_16S 
efficiens YS-314 


Corynebacterium. 
474980 Bacteria_16S 
strain CBS 107.95 


474980 Bacteria_16S 


urealyticum DSM 7109 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Ac 


DSM 7109 Bacteria; 


1256409 1256450 42 82 


1262359 1262380 42 63 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1290969 1291010 42 82 


Corynebacteriaceae; Corynebacterium. 


474980 Bacteria_16S 


1325999 1326040 42 82 


YIM 30243 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


474980 Bacteria_16S 
glauca strain K62 


Saccharomonospora. 
474980 Bacteria_16S 


psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


1416615 1416636 42 63 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1421186 1421207 42 63 


Micrococcaceae; Arthrobacter. 


474980 Bacteria_16S 


spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; 


1450421 1450462 42 82 


Corynebacteriaceae; Corynebacterium. 


474980 Bacteria_16S 


nitroguajacolicus strain G2-1 16S ribosomal RNA, partia 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacte 


1453419 1453440 42 63 


Micrococcaceae; Arthrobacter. 


474980 Bacteria_16S 
strain IBS G15036 


Corynebacterium. 
474980 Bacteria_16S 
strain DSM 12798 


474980 Bacteria_16S 


1489810 1489851 42 82 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


1604840 1604861 42 63 


1606381 1606402 42 63 


219857144 


16S ribosomal RNA, partial sequence 1255896 12573 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


219846681 


228720812 


219846136 


1325499 1326944 Nocardia alba 
nebacterineae; 


224581447 


224581444 


224581420 


224581418 


219846947 


219878474 


219878472 


arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 


arilaitensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
474980 Bacteria_16S 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbacterium. 
474980 Bacteria_16S 


1697596 1697617 42 63 


1770594 1770635 42 82 


219878409 


219878357 


felinum strain CCUG 39943 16S ribosomal RNA, partial sequence 


felinum Bacteria; 


Corynebacteriaceae; Corynebacterium. 


474980 Bacteria_16S 


1799246 1799267 42 63 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219878336 


gandavensis strain R 5812 16S ribosomal RNA, partial sequence 


gandavensis Bacteria; Actinobacteria; Actinobacteridae; 


Arthrobacter. 
474980 Bacteria_16S 
flaccumfaciens pv. 


Actinomycetales; 
474980 Bacteria_16S 


1811557 1811578 42 63 


Micrococcineae; Microbacteriaceae; 


1819234 1819255 42 63 


219878328 


flaccumfaciens strain LMG 3645 16S ribosomal RNA, 
Curtobacterium flaccumfaciens pv. 


219878323 


Actinomycetales; 


tinomycetales; 


Actinomycetales; 


1 sequence 
ridae; Actinomycetales; Micrococcineae; 


1489276 1490698 Coryne 
Corynebacterineae; C 


Actinomycetales; 


Micrococcineae; Micr 


Actinomycetales; 


ref|NR_024772.1 


ref |NR_026273.1 


ref|NR_027597.1 


ref|NR_025726.1 


ref |NR_027229.1 


ref |NR_027226.1 
1420664 142216 


ref |NR_027201.1 
1449903 145131 


ref |NR_027199.1 
1452894 145438 


ref|NR_026539.1 


ref |NR_025613.1 


ref|NR_025611.1 
1605856 160731 
Microco 


ref|NR_025548.1 


ref|NR_025496.1 
1770072 177148 
Corynebacter 


ref|NR_025475.1 
1798724 180016 


Micrococ 


ref|NR_025467.1 
partial sequ 


ref |NR_025462.1 


Nocardiaceae; 


Micrococcineae; 


Corynebacterium 


49 Corynebacterium efficiens YS-314 
Corynebacterineae; Corynebacteriaceae; 


Dietzia natronolimnaea 


1261851 1263306 Dietzia natronolimnaea 
Corynebacterineae; Dietziaceae; 


Dietzia. 
Corynebacterium 


1290453 1291853 Corynebacterium urealyticum 
Corynebacterineae; 


Nocardia alba strain 
Bacteria; 

Nocardia. 
Saccharomonospora 


1416093 1417582 Saccharomonospora glauca 
Pseudonocardineae; Pseudonocardiaceae; 


Arthrobacter 
4 Arthrobacter 


Actinomycetales; Micrococcineae; 


Corynebacterium 
6 Corynebacterium 


Corynebacterineae; 


Arthrobacter 
1 Arthrobacter 


Corynebacterium durum 
bacterium durum 
orynebacteriaceae; 


Arthrobacter mysorens 


16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 


; Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Microbacterium 
acterium paraoxydans 
obacteriaceae; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Arthrobacter 
8 Arthrobacter 
cineae; Micrococcaceae; 


Curtobacterium 
ence 1811040 1812516 


flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Curtobacterium. 


Plantibacter flavus 


strain P 297/02 16S ribosomal RNA, partial sequence 1818718 1820191 Plantibacter flavus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


474980 Bacteria_16S 


1820767 1820788 42 63 


219878322 


herbarum strain P 420/07 16S ribosomal RNA, partial sequence 


herbarum Bacteria; 
Curtobacterium. 
474980 Bacteria_16S 


strain P 229/10 16S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


474980 Bacteria_16S 


Actinobacteria; Actinobacteridae; Ac 


1822291 1822312 42 63 


1834423 1834444 42 63 


219878321 


219878312 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 


ococcineae; Microbacteriac 


tinomycetales; 


ref |NR_025461.1 
1820242 182172 


ref |NR_025460.1 


eae; Plantibacter. 
Curtobacterium 
4 Curtobacterium 


Micrococcineae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 
ococcineae; Microbacteriac 


eae; Agreia. 


ref|NR_025451.1 
1833888 183531 


Gulosibacter 
7 Gulosibacter 


molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae; Gulosibacter. 


474980 Bacteria_16S 1858745 1858786 42 82 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial 
testudinoris Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 
474980 Bacteria_16S 1874067 1874088 42 
nasiphocae strain 


63 


Arthrobacter. 
474980 Bacteria_16S 
foliorum strain P 
foliorum Bacteria; 
Microbacterium. 
474980 Bacteria_16S 1957597 1957618 42 63 
strain CF-25 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 1959153 1959174 42 63 
strain CF-43 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 2030710 2030751 42 82 
variabile strain 


1948590 1948611 42 63 


Corynebacteriaceae; Corynebacterium. 


474980 Bacteria_16S 2036800 2036841 42 82 


simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


474980 Bacteria_16S 2055435 2055468 42 74 


reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 


474980 Bacteria_16S 2066031 2066052 42 63 


antarcticus strain T2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


474980 Bacteria_16S 2099616 2099683 1 63 


aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardioides. 


474980 Bacteria_16S 2149701 2149722 42 63 


strain YIM 90001 16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


474980 Bacteria_16S 2195119 2195160 42 82 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; 


Rhodococcus. 
2228408 2228429 42 


Nocardiaceae; 
474980 Bacteria_16S 
strain YIM 21741 


63 


474980 Bacteria_16S 2306051 2306072 42 63 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, 


Tsukamurellaceae; Tsukamurella. 


474980 Bacteria_16S 2328728 2328749 42 63 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Microbacterium. 


474980 Bacteria_16S 2346824 2346845 42 63 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 


474980 Bacteria_16S 2348333 2348354 42 63 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 

474980 Bacteria_16S 2360519 2360540 42 63 
strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 2362037 2362058 42 63 
strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


M597/99/10 16S ribosomal RNA, partial 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; 


333/02 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


DSM 20132 16S ribosomal RNA, partial sequence 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


complete sequence 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; 


219878295 |ref 


gi 


219878285 
sequence 


gi ref 


219878229 |ref 


gi 


gi|219878223 
1957067 19585 


ref 


gi| 219878222 
1958616 19601 


ref 


219878175|ref 


gi 


219878170 
20362 


gi ref 


219878154|ref 


gi 
Actinomyc 


219878146 
20655 
Micrococ 
219878122 |ref 
20991 
Propioni 


gi ref 


gi 


219857635 |ref 


gi 


gi|219857602|ref 


ND 


Actinomycet 


219857580 |ref 


gi 


Mi 
ref 


gi| 219857525 
Actinomyceta 


219857510|ref 


gi 
Actinomycetal 


219857496 |ref 


gi 
Actinomycet 


219857495 |ref 


gi 
Actinomyce 


gi|219857487 
2360002 23614 


ref 


Mi 
ref 


gi|219857486 


sequence 1858220 18597 
Actinomycetales; 


1873541 18749 


Actinomycetales; Micrococcineae; Micrococcaceae; 


1948071 19495 
Micrococcineae; Microbacteriaceae; 


65 Arthrobacter 
Micrococcineae; 


16 Arthrobacter 
Micrococcineae; 


2030195 20316 
Corynebacterineae; 


84 2037751 Coryn 
Corynebacterineae; 


12 2067008 Microc 
cineae; Micrococcaceae; 


194621 21960 


sequence 2328328 23296 


2346319 23477 


2347826 23492 


NR_025434.1 
0 


NR_025424.1 
3 


NR_025368.1 
5 


NR_025362.1 


NR_025361.1 


NR_025314.1 
3 


NR_025309.1 


NR_025293.1 
205497 
etales; 


NR_025285.1 


NR_025261.1 
bacterineae; 
NR_025224.1 


Pseudonocar 
NR_025190.1 
3 
ales; Coryne 
NR_025168.1 


crobacteriac 
NR_025113.1 

230551 
les; Coryneb 
NR_025098.1 
4 
es; Micrococ 
NR_025084.1 
7 
ales; Microc 
NR_025083.1 
8 
tales; Micro 
NR_025075.1 


crobacteriac 


Corynebacterium 
1 Corynebacterium 


Corynebacterineae; 


Arthrobacter 
6 Arthrobacter 


Microbacterium 
0 Microbacterium 


Arthrobacter luteolus 


luteolus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Arthrobacter albus 


albus Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Corynebacterium 
0 Corynebacterium 


Corynebacterium 


ebacterium simulans 
Corynebacteriaceae; 


Streptomyces 
0 2056387 Streptomyces 


Streptomycineae; 


Micrococcus 

occus antarcticus 
Micrococcus. 
Nocardioides 


38 2100621 Nocardioides aquiterrae 


Nocardioidaceae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 


diaceae; Prauserella. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Tsukamurella 

7 2307028 Tsukamurella 
acterineae; 


Microbacterium 
4 Microbacterium 
cineae; 


Arthrobacter 
5 Arthrobacter 
occineae; 


Arthrobacter 
4 Arthrobacter 


coccineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 
Micrococcineae; 


eae; Subtercola. 
Subtercola boreus 


NR_025074.1 


2361525 2362991 Subtercola boreus Bacteria; 


Micrococcineae; Microbacteriaceae; 


Subtercola. 


474980 Bacteria_16S 2438031 2438072 42 82 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

474980 Bacteria_16S 2454848 2454869 42 63 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

474980 Bacteria_16S 2493877 2493944 1 63 gi|219857387|ref|NR_024975.1| Tetrasphaera 
australiensis strain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
australiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Tetrasphaera. 

474980 Bacteria_16S 2516631 2516652 42 63 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

474980 Bacteria_16S 2668604 2668625 42 63 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

474980 Bacteria_16S 2719682 2719723 42 82 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

474980 Bacteria_16S 2748070 2748091 42 63 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
474980 Bacteria_16S 2767540 2767561 42 63 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 

474980 Bacteria_16S 2784195 2784216 42 63 gi|219857127|ref|NR_024755.1| Okibacterium 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Okibacterium. 

474980 Bacteria_16S 2814237 2814304 1 63 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
474980 Bacteria_16S 2838498 2838519 42 63 gi|219856898|ref|NR_024717.1| Agromyces bracchium 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
474980 Bacteria_16S 2840057 2840078 42 63 gi| 219856897 |ref|NR_024716.1| Agromyces luteolus 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
474980 Bacteria_16S 2894070 2894091 42 63 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
474980 Bacteria_16S 2895565 2895586 42 63 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 
474980 Bacteria_16S 2897059 2897080 42 63 gi|219856858|ref|NR_024677.1| Mycetocola 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 

474980 Bacteria_16S 2906197 2906218 42 63 gi|219856852|ref|NR_024671.1| Williamsia maris 
strain SJS0289-JS1 16S ribosomal RNA, partial sequence 2905666 2907143 Williamsia maris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Williamsiaceae; Williamsia. 
474980 Bacteria_16S 2956206 2956227 42 63 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

474980 Bacteria_16S 2959125 2959146 42 63 gi| 219856817 |ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

474980 Bacteria_16S 3006504 3006525 42 63 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
474980 Bacteria_16S 3012426 3012493 1 63 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 

474980 Bacteria_16S 3045836 3045903 1 63 gi| 219846891 |ref|NR_026483.1] Ornithinicoccus 


hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 


3045360 3046851 Ornithinicoccus 


hortensis Bacteria; 
Intrasporangiaceae; 
474980 Bacteria_1 
amylophilus strai 
Proteob 
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confusum strain D 
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Corynebacteriacea 
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resistens strain 
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474980 Bacteria_16S 


falsenii CCUG 336 
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Corynebacterium. 
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Corynebacterium. 
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6S 3095639 3095660 42 63 
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3351584 3351605 42 63 


gi 


3377549 3377616 1 63 
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3400264 3400285 42 63 


gi 


3401790 3401811 42 63 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


474980 Bacteria_16S 


strain DSM 20138 


3403330 3403351 42 63 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


474980 Bacteria_16S 
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histidinolovorans 


3404860 3404881 42 63 gi 
strain DSM 20115 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 


Micrococcaceae; Arthrobacter. 


474980 Bacteria_16S 
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3406386 3406407 42 63 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


474980 Bacteria_16S 


amycolatum strain 
amycolatum Bacter 
Corynebacteriacea 


474980 Bacteria_16S 
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Bacteria; Actinob 
Corynebacterium. 


474980 Bacteria_16S 
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CIP 103452 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
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3433139 3433180 42 82 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


3452670 3452691 42 63 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


474980 Bacteria_16S 


3455726 3455747 42 63 


gi 


n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 


MMZ 2439 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


10 16S ribosomal RNA, partial s 
nobacteria; Actinobacteridae; Act 
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Actinobacteridae; Actinomycet 


S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


oc 


oc 


al 


ce 
al 


oc 


oc 


oc 


oc 


oc 


oc 


oc 


ar 
ri 


oc 


s 
Ac 


en 
al 


oc 


219846858 
en 
da 
219846857 
qu 
cL 


219846856 
16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 219846845 


eq 


219846833 
somal RNA, partial sequence 3132587 31340 
cteridae; Actinomycetales; Micr 
219846823 


219846802 
se 
a; Actinobacteria; Actinobacteridae; Act 


219846784 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 219846713 
3310081 33114 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 219846683 
6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 219846664 
3377063 33785 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 219846645 
16S ribosomal RNA, partial sequence 3399736 34012 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 219846644 


16S ribosomal RNA, partial sequence 3401264 34027 


219846643 
16S ribosomal RNA, partial sequence 3402800 34042 


219846642 


219846641 
16S ribosomal RNA, partial sequence 3405866 34073 
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v 


ref |NR_026376.1 
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ref|NR_026362.1 
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ref |NR_026213.1 
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es; Cory 
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occineae; Micrococcaceae 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
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Corynebacterium 
1 Corynebacterium 
rineae; 
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; Arthrobacter. 
Microbacterium 
0 Microbacterium 


neae; Microbacteriaceae; 


Demetria terragena 


43 Demetria terragena Bacteria; 
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Corynebacterium 
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orynebacteriaceae; 


Corynebacterium 
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Corynebacterium 
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Janibacter limosus 


21 Janibacter limosus Bacteria; 


ceae; Janibacter. 
Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 
Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Kytococcus sedentarius 


42 Kytococcus sedentarius Bacteria; 


7 Kytococcus. 


Arthrobacter sulfureus 


sulfureus Bacteria; 


v 


Arthrobacter. 
Arthrobacter oxydans 


oxydans Bacteria; 


v 


Arthrobacter. 
Arthrobacter ilicis 


85 Arthrobacter ilicis Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


Arthrobacter aurescens 


aurescens Bacteria; 
e: 


Arthrobacter. 
Corynebacterium 
5 Corynebacterium 
terineae; 


’ 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Micrococcus lylae 


11 Micrococcus lylae Bacteria; 


; Micrococcus. 


ref|NR_026198.1 


Arthrobacter agilis 


strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 


474980 Bacteria_16S 3458749 3458770 42 63 gi| 219846603 |ref|NR_026195.1 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 345969 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Arthrobacter. 

474980 Bacteria_16S 3460270 3460291 42 63 gi|219846602|ref|NR_026194.1 
nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 346121 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Arthrobacter. 

474980 Bacteria_16S 3461790 3461811 42 63 gi|219846601|ref|NR_026193.1 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
474980 Bacteria_16S 3463313 3463334 42 63 gi|219846600|ref|NR_026192.1 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 346278 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Micrococcaceae; Arthrobacter. 

474980 Bacteria_16S 3464836 3464857 42 63 gi| 219846599 |ref|NR_026191.1 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
474980 Bacteria_16S 3466359 3466380 42 63 gi|219846598|ref|NR_026190.1 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 3465830 346730 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Arthrobacter. 

474980 Bacteria_16S 3469407 3469428 42 63 gi|219846596|ref|NR_026188.1 
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Microbacteriaceae 
474980 Bacteria_16S 
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3768950 3768971 42 63 gi 
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oc 


oc 


pt 


ri 


219846564 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 
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cetales; Microco 
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; Microbacteriac 
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ineae; Micrococcaceae; 
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Arthrobacter 
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cineae; Micrococcaceae; 


Microbacterium barkeri 
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eae; Microbacterium. 
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neae; Microbacteriaceae; 
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eae; Microbacteriaceae; 
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eae; Rathayibacter. 
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tritici Bacteria; 
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eae; Curtobacterium. 
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98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Actinomadura macra 


macra Bacteria; 


osporaceae; 
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uence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


474980 Bacteria_16S 
aggregatus strain 
Bacteria; Actinob 


Blastococcus. 


474980 Bacteria_16S 


Micrococcineae; Microbacteriaceae; Cla 
3840161 3840182 42 63 gi 
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acteria; Actinobacteridae; Actinomycet 
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ref|NR_025925.1 
32 3841072 Blasto 
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Blastococcus 
coccus aggregatus 
tophilaceae; 


NR_025884.1 


Herbidospora cretacea 


strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 


Streptosporangineae; 


Streptosporangiaceae; 


474980 Bacteria_16S 
strain CM2104 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 
strain 20-5 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 
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Nocardioidaceae; 


474980 Bacteria_16S 
strain JC1078 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
474980 Bacteria_16S 
KMM 3905 16S ribo 


Actinobacteridae; 


474980 Bacteria_16S 
strain CA15-8 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 
strain C3H-21 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
474980 Bacteria_16S 
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Ther 
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474980 Bacteria_16S 


Thermotogae; 


faecium strain DS 
4810 Bacteria; Ac 
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Actinomycetales; Micrococcineae; Microc 


4200081 4200102 42 63 gi 


Micr 
gi 


oc 


4243946 42440241 73 


Micr 
gi 


oc 
330482 330502 1 21 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Geotoga. 
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7 De 
ref 


rmabacterace 
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ref|NR_029058.1 


ref |NR_028947.1 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae 


11062 
Stre 


es; H 


ref |NR_027612.1 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
474980 Bacteria_16S 1760074 1760152 1 73 gi| 219878365 |ref|NR_025504.1 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 176107 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcine 
Brachybacterium. 

474980 Bacteria_16S 1761595 1761673 1 73 gi|219878364|ref|NR_025503.1 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 176259 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Brachybacterium. 

474980 Bacteria_16S 1763117 1763195 1 73 gi| 219878363 |ref|NR_025502.1 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 176264 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mi 
Dermabacteraceae; Brachybacterium. 

474980 Bacteria_16S 1813048 1813068 1 21 gi| 219878327 |ref|NR_025466.1 


strain SL25 16S r 
Thermotogae; Ther 


474980 Bacteria_16S 


marimammalium str 
marimammalium Bac 
Actinomycetaceae; 


474980 Bacteria_16S 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 

1910351 1910429 1 73 gi 
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2957664 2957684 42 62 


gi 


1812567 18140 
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1 sequen 
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97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Agromyces salentinus 


47 Agromyces salentinus Bacteria; 


eae; Agromyces. 
Nocardioides 

7 Nocardioides 

bacterineae; 


Serinicoccus marinus 
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ceae; Serinicoccus. 
Kocuria marina strain 
ia; Actinobacteria; 


Arthrobacter koreensis 


koreensis Bacteria; 


; Arthrobacter. 


Brachybacterium muris 
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Geotoga subterranea 
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raea longicatena 
Streptosporangiaceae; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


motogales; Thermotogaceae; Petrotoga. 
1345864 1345942 1 73 gi|228720938|ref|NR_027599.1| Brachybacterium 
M 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
tinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
1448974 1449006 42 73 gi|224581421|ref|NR_027202.1| Promicromonospora 
-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
1682234 1682304 1 66 gi|219878420|ref|NR_025559.1| Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Brachybacterium 

3 Brachybacterium 
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Brachybacterium 
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mycineae; 


Microbacterium 
1 Microbacterium 


saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 


474980 Bacteria_16S 3044304 3044366 1 58 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

474980 Bacteria_16S 3200142 3200174 42 73 gi|219846788|ref|NR_026380.1| Corynebacterium 
kroppenstedtii strain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
kroppenstedtii DSM 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

474980 Bacteria_16S 3357748 3357826 1 73 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

474980 Bacteria_16S 3359312 33593901 73 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

474980 Bacteria_16S 3742036 3742068 42 73 gi|219846406|ref|NR_025997.1| Microtetraspora fusca 
strain T/457 16S ribosomal RNA, partial sequence 3741557 3742969 Microtetraspora fusca Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microtetraspora. 

474980 Bacteria_16S 3747888 3747920 42 73 gi|219846402|ref|NR_025993.1| Nonomuraea africana 
strain IFO 14745 16S ribosomal RNA, partial sequence 3747408 3748820 Nonomuraea africana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
474980 Fungi_16S 9684 9718 42 75 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

474980 Fungi_16S 533 574 42 82 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

474980 Fungi_16S 2042 2083 42 82 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

474980 Fungi_16S 3580 3621 42 82 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

474980 Fungi_16S 11165 11206 42 82 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

477522 Bacteria_16S 1209255 1209194 21 82 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
477522 Bacteria_16S 1404069 1404011 21 79 gi|219857153|ref|NR_024781.1| Haliangium tepidum 
strain SMP-10 16S ribosomal RNA, partial sequence 1404010 1405517 Haliangium tepidum Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 

477522 Bacteria_16S 1981504 1981437 12 80 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

477522 Bacteria_16S 1119922 1119857 21 86 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 

477522 Bacteria_16S 1984673 1984610 12 76 gi|219878205|ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

477522 Bacteria_16S 2729924 2729868 22 78 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
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s yeei Bacte 


ae; 
ref 
occu 
Ss. 
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stenotrophicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Thalassobacter. 

477522 Bacteria_16S 2334411 2334351 26 86 gi|219857505|ref|NR_025093.1| Paracoccus methylutens 
strain DM12 16S ribosomal RNA, partial sequence 2334350 2335705 Paracoccus methylutens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

477522 Bacteria_16S 3868488 3868420 22 90 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
477522 Bacteria_16S 3869999 3869931 22 90 gi|219846315|ref|NR_025905.1]| Arcobacter 
cryaerophilus strain A 169/B 16S ribosomal RNA, partial sequence 3869930 3871391 Arcobacter 
cryaerophilus Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Arcobacter. 

477522 Bacteria_16S 4231512 4231452 26 86 gi| 219846047 |ref|NR_025637.1| Leisingera 
methylohalidivorans strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
methylohalidivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Leisingera. 

477522 Bacteria_16S 502928 502865 23 86 gi| 265678716 |ref|NR_029021.1| Loktanella 
vestfoldensis strain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
vestfoldensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Loktanella. 

477522 Bacteria_16S 1976849 1976774 2 77 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
477522 Bacteria_16S 2529797 2529734 23 86 gi|219857357|ref|NR_024945.1| Clostridium gasigenes 
strain DSM 12272 16S ribosomal RNA, partial sequence 2529733 2531215 Clostridium gasigenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 4051992 4051929 26 89 gi|219846185|ref|NR_025775.1| Pseudoalteromonas 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudoalteromonas aliena 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

477522 Bacteria_16S 4178421 4178358 26 89 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

477522 Bacteria_16S 211524 211462 25 87 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 232788 232726 25 87 gi| 265678907 |ref|NR_029215.1| Rhodobacter 
sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 232719 234184 Rhodobacter 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Rhodobacter. 

477522 Bacteria_16S 295121 295059 29 91 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

477522 Bacteria_16S 1127491 1127429 29 91 gi|253680771|ref|NR_028019.1| Helicobacter 
pametensis strain B9A Seymour 16S ribosomal RNA, partial sequence 1127427 1128907 Helicobacter 
pametensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

477522 Bacteria_16S 1893653 1893579 2 76 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
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Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Oxobacter. 

477522 Bacteria_16S 206863 206802 25 86 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 251364 251303 24 85 gi|265678894|ref|NR_029202.1| Amaricoccus macauensis 
strain Benl04 16S ribosomal RNA, partial sequence 251300 252726 Amaricoccus macauensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

477522 Bacteria_16S 304096 304031 26 91 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
strain MSB-8 16S ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
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RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Formosa. 
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anthomonadacea 
265678373 
1006359 10077 


as. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Rhodopseudomonas 
7 Rhodopseudomonas 


teria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
1068766 1068709 29 86 gi|265678331|ref|NR_028633.1| Brevundimonas nasdae 
ribosomal RNA, partial sequence 1068707 1070133 Brevundimonas nasdae Bacteria; 


onas. 

Cellvibrio vulgaris 
brio vulgaris Bacteria; 
oO. 

Pseudoxanthomonas 

6 Pseudoxanthomonas 
omonadaceae; 


Sporanaerobacter 
aerobacter acetigenes 


Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
2355447 2355382 21 86 gi|219857490|ref|NR_025078.1| Desulfovibrio 
s strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
s Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
ae; Desulfovibrio. 
2885994 2885933 25 86 gi|219856865|ref|NR_024684.1| Eubacterium 
in JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
2887521 2887460 25 86 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


NR_024658.1 


Paracoccus 


2925520 2926971 Paracoccus 


carotinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 


477522 Bacteria_16S 3821605 3821544 29 90 gi| 219846348 
strain ST1l 16S ribosomal RNA, partial sequence 3821543 38230 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicob 
477522 Bacteria_16S 3862397 3862333 28 92 gi| 219846320 
strain Q-1 16S ribosomal RNA, partial sequence 3862330 38638 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenel 
477522 Bacteria_16S 3966906 3966845 26 87 gi| 219846247 
strain NZP 2213 16S ribosomal RNA, complete sequence 3966839 39683 


ref 


ref 


la. 
ref 


20 Helicobacter 
acte 


15 Mesorhizobium 


NR_025939.1 


raceae; Hel 
NR_025910.1 


NR_025837.1 


Helicobacter muridarum 


muridarum Bacteria; 
i 


cobacter. 
Rikenella microfusus 


01 Rikenella microfusus Bacteria; 


Mesorhizobium loti 
loti Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 

477522 Bacteria_16S 167112 167052 26 86 gi| 265678951 |ref|NR_029259.1| Vibrio mimicus strain 
1721-77 16S ribosomal RNA, partial sequence 167046 168502 Vibrio mimicus Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

477522 Bacteria_16S 254310 254254 26 82 gi| 265678892 |ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

477522 Bacteria_16S 290464 290408 30 86 gi|265678866|ref|NR_029172.1| Aquifex pyrophilus 


strain Kol5a 16S ribosomal RNA, partial sequence 
Aquificae; Aquificales; Aquificaceae; Aquifex. 
477522 Bacteria_16S 384402 384342 26 86 
strain OK2 16S ribosomal RNA, partial sequence 


290399 29196 


gi| 265678798 
384340 38587 


ref 


NR_029103.1 


2 Aquifex pyrophilus Bacteria; 


Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
477522 Bacteria_16S 444606 444546 26 86 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 


rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

477522 Bacteria_16S 470507 470447 26 86 gi|265678737|ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
477522 Bacteria_16S 677569 677509 26 86 gi| 265678597 
strain SCII24 16S ribosomal RNA, partial sequence 677507 67890 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 0 
477522 Bacteria_16S 844063 844003 26 86 gi| 265678483 
strain CFBP 5236 16S ribosomal RNA, partial sequence 844000 84550 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
477522 Bacteria_16S 964994 964934 26 86 gi| 265678401 
subsp. vallismortis strain DV 16S ribosomal RNA, partial sequence 


ref 


chro. 
ref 


teri 
ref 


subsp. vallismortis Bacteria; Proteobacteria; Gammaproteobacteria; Vi 
Salinivibrio. 
477522 Bacteria_16S 1194090 1194030 26 86 gi|228715634|ref 


pacificum DSM 12653 16S ribosomal RNA, partial sequence 11940 


DSM 12653 Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerob 
Carboxydibrachium. 
477522 Bacteria_16S 1369628 1369568 23 83 gi|228718299|ref|NR_027572.1 


strain HTCC2516 16S ribosomal RNA, partial sequence 1369567 13709 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
477522 Bacteria_16S 1983088 1983025 12 76 gi| 219878206 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 

lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxoco 
Chondromyces. 
477522 Bacteria_16S 


hodo. 
ref 


: ccal 


219857621 
21703 
seudomonad 
219857517 
ence 23175 
nadales; X 
219857516 
sequence 

teria; Xan 


2170417 2170357 26 86 gi ref 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
477522 Bacteria_16S 2317643 2317583 29 89 gi 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
477522 Bacteria_16S 2319233 2319173 29 89 gi 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobac 
Stenotrophomonas. 
477522 Bacteria_16S 


acea 
ref 


anth 
ref 


thom 


2615125 2615061 22 86 gi| 219857255 
strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 26165 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. 

477522 Bacteria_16S 2662206 2662146 26 86 gi| 219857215 
strain IM1 16S ribosomal RNA, partial sequence 2662145 26634 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystacea 
477522 Bacteria_16S 3025567 3025511 26 82 gi| 219846906 
immobile strain E 16S ribosomal RNA, partial sequence 30255 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
477522 Bacteria_16S 3176692 3176632 26 86 gi| 219846803 


ref 


Ince 
ref 


e; M 
ref 


aulo 
ref 


acea 


4 Ochrobactrum 


964933 96648 


29 1195514 Carbo 


1983024 19845 


56 2171849 Cellv 


82 2319121 Pseud 


2319172 23207 


10 3026975 Pheny 


e; Pseudomo 
NR_028902.1 


bactrum. 
NR_028786.1 


aceae; Samso 
NR_028703.1 
0 
brionales; 


NR_027536.1 
x 


bacteraceae; 
NR_025345.1 
5 
i 


es; Sorangi 
NR_025210.1 
i 
e; Cellvibri 
NR_025105.1 
° 
omonadaceae; 
NR_025104.1 
1 
a 


onadales; X 


NR_024886.1 


rtae Sedis; 
NR_024843.1 


ethylopila. 
NR_026498.1 
1. 


bacteraceae; 


n 


Vv 


as. 
Ochrobactrum tritici 


tritici Bacteria; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 


nia. 

Salinivibrio costicola 
Salinivibrio costicola 
ibrionaceae; 


Carboxydibrachium 
ydibrachium pacificum 


acteraceae; 


Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 


Oceanicola. 
Chondromyces 

8 Chondromyces 

neae; Polyangiaceae; 


Cellvibrio fulvus 
brio fulvus Bacteria; 
O°. 

Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 

3 Stenotrophomonas 
nthomonadaceae; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 


NR_026395.1 


Pseudomonas graminis 


strain DSM 11363 16S ribosomal RNA, partial sequence 3176631 3178159 Pseudomonas graminis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


477522 Bacteria_16S 


acetireducens str 
acetireducens Bac 


acidigallici stra 
acidigallici Bact 
Pelobacter. 


477522 Bacteria_16S 


strain IndiB4 16S 
Firmicutes; Clost 


477522 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


477522 Bacteria_16S 
ATCC 33624 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


gingivalis strain 
gingivalis Bacter 


477522 Bacteria_16S 


strain H152 16S r 


teria; 
477522 Bacteria_16S 


acteria; 


3482492 3482432 25 


ain DSM 10703 16S ribosomal RNA, partial sequenc 
Clostridia; 


Firmicutes; 
3520446 3520390 29 


in DSM 2377 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


Proteobacteria; 


3551150 3551090 26 


ribosomal RNA, partial sequence 
ridia; 


Clostridiales; 
3582944 3582884 22 


train BVP 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
3606087 3606023 22 


3655938 3655878 26 


ibosomal RNA, partial sequence 


Clostridiaceae; Caloramato 


Flavobacteria; 


gi|219846587 


Clostridiales; Cl 
gi|219846562 


Desul 


gi|219846542 
3551089 35526 


gi|219846520 


Clostridiales; 
gi|219846502 


Flavobacterial 
gi|219846467 
3655877 36573 


ref|NR_026179.1 


ref |NR_026134.1 


r. 
ref|NR_026112.1 
3582883 358438 
Clostridiaceae; 
ref |NR_026094.1 
3606022 360747 


ref|NR_026059.1 


es; Flavobacteriaceae; 


Clostridium 


e 3482431 3483932 Clostridium 
ostridiaceae; Clostridium. 


Pelobacter 


3520389 3521882 Pelobacter 
furomonadales; Pelobacteraceae; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


Clostridium 
5 Clostridium 
Clostridium. 
Capnocytophaga 
4 Capnocytophaga 
Capnocytophaga. 
Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


477522 Bacteria_16S 


strain B62 16S ri 
Proteobacteria; G 


strain DSS12 16S 
Proteobacteria; G 


strain V2 16S rib 
kaplicensis strai 


kaplicensis Bacte 
Amaricoccus. 


477522 Bacteria_16S 


strain 39 16S rib 
Firmicutes; Bacil 


borstelensis stra 


borstelensis Bacteria; 
477522 Bacteria_16S 

strain F12 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacil 
frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


477522 Bacteria_16S 


strain CK74 16S r 
Firmicutes; Clost 


salicylatoxidans 


Pseudaminobacter. 


477522 Bacteria_16S 
strain T7 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacil 
subsp. costicola 

costicola subsp. 

Salinivibrio. 


477522 Bacteria_16S 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; 


Mesorhizobium. 


477522 Bacteria_16S 


strain USDA 9030 


Cystobacteraceae; 


bosomal RNA, 


lales; 
477522 Bacteria_16S 


s Bacteria; 


lales; 
477522 Bacteria_16S 


costicola Bacteria; 


3809238 3809178 26 


3950348 3950288 26 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Shewanellac 
477522 Bacteria_16S 


7558 7499 26 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
477522 Bacteria_16S 


252837 252778 26 


n Benl01 16S ribosomal RNA, partial sequence 
ria; Proteobacteria; Alphaproteobacteria; 


345538 345475 24 


osomal RNA, partial sequence 
lales; 
477522 Bacteria_16S 


Paenibacillaceae; 
347007 346944 24 


in Logan B4029 16S ribosomal RNA, partial sequen 
Bacillales; 


Firmicutes; 
422945 422882 26 


Bacillaceae; 
671354 671295 26 


s strain JAJ28 16S ribosomal RNA, partial sequen 
Gammaproteobacteria; 


683351 683288 21 


ibosomal RNA, partial sequence 
ridia; 
477522 Bacteria_16S 


Clostridiales; 
955808 955749 26 


strain BN12 16S ribosomal RNA, partial sequence 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 


1007875 1007816 28 


Bacillaceae; 
1354529 1354470 26 


1484764 1484705 26 


1502744 1502685 26 


16S ribosomal RNA, partial sequence 1502684 15041 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobac 
477522 Bacteria_16S 
ferrugineus strain Cb fel8 16S ribosomal RNA, 
ferrugineus Bacteria; 
Cystobacter. 
477522 Bacteria_16S 


1986249 1986194 26 
Proteobacteria; 


2106771 2106708 26 


complete sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
477522 Bacteria_16S 


Brevibacillus. 


Proteobacteria; 


Clostridiaceae; 


complete sequence 
Deltaproteobacteria; Myxococcales; 


gi| 219846356 
3809177 38107 


gi|219846258 
3950287 39517 


gi| 265679058 
7488 8910 


gi| 265678893 
Rhodob 


gi|265678827 
345474 34689 


gi| 265678826 
Paenibacillaceae; 

gi|265678772 

422881 42442 


gi| 265678601 


gi| 265678593 
683287 68472 


gi|265678408 


gi|265678372 
1007814 10092 


gi| 228720264 


strain ATCC 33508 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteob 


gi| 219857250 


gi|219846475 


gi|219878204 


Rhizobiales; Phylloba 


ref|NR_025947.1 


ref |NR_025848.1 


eae; Shewanella. 
ref|NR_029366.1 


Bartonella. 
ref|NR_029201.1 

252777 254201 
acterales; 


ref |NR_029132.1 
2 Brevibacillus 


ref|NR_029131.1 
ce 346943 348361 
Brevibacillus. 
ref |NR_029077.1 


ref|NR_028906.1 
ce 671276 672778 
Pseudomonadales 


ref|NR_028898.1 


ref|NR_028710.1 
955748 957207 
Phyl 


ref |NR_028674.1 


ref|NR_027590.1 
135446 
acteria; Vibrion 


ref|NR_024880.1 
1484704 148617 


ref |NR_026067.1 


ref|NR_025343.1 
1986193 198770 
Cystobac 


gi|219878115 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 
Pseudomonas. 


Shewanella violacea 


92 Shewanella violacea Bacteria; 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Amaricoccus 
Amaricoccus 


Rhodobacteraceae; 


Brevibacillus reuszeri 
reuszeri Bacteria; 


Brevibacillus 
Brevibacillus 


Bacillus algicola 


5 Bacillus algicola Bacteria; 


Pseudomonas 
Pseudomonas 
; Pseudomonadaceae; 


Clostridium acidisoli 


3 Clostridium acidisoli Bacteria; 
Clostridium. 


Pseudaminobacter 
Pseudaminobacter 
lobacteriaceae; 


Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Mesorhizobium 
9 Mesorhizobium 


cteriaceae; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Cystobacter 

9 Cystobacter 

terineae; 


ref|NR_025254.1 


Alkanindiges 


illinoisensis strain MVAB Hexl 16S ribosomal RNA, complete sequence 2106707 2108239 Alkanindiges 


illinoisensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


Alkanindiges. 


477522 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


477522 Bacteria_16S 


mediterranea stra 
mediterranea MMB- 


477522 Bacteria_16S 


strain ACCC 19665 
Bacteria; Proteob 


477522 Bacteria_16S 


strain hl 16S rib 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
477522 Bacteria_16S 


sputigena strain 
sputigena ATCC 33 
Capnocytophaga. 


477522 Bacteria_16S 


metallireducens s 
metallireducens B 
Geobacter. 


477522 Bacteria_16S 
6S ribosomal RNA, partial sequence 4169129 41706 


strain KMM 3809 1 
Proteobacteria; G 


477522 Bacteria_16S 


strain NCTC 279 1 
Firmicutes; Clost 


477522 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


477522 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


477522 Bacteria_16S 


strain McClung 20 
Bacteria; Firmicu 


477522 Bacteria_16S 


beijerinckii stra 
beijerinckii Bact 


477522 Bacteria_16S 


strain Benl02 16S 
Proteobacteria; A 


477522 Bacteria_16S 
6S ribosomal RNA, partial sequence 305640 30713 


strain Illinois 1 
Proteobacteria; A 


477522 Bacteria_16S 


hydroxybenzoicus strain JW/Z-1 16S ribosomal RNA, parti 
hydroxybenzoicus Bacteria; Firmicutes; Clostridia; Clos 
Sedis; Sedimentibacter. 

477522 Bacteria_16S 378325 378267 25 83 gi 


strain HTCC2597 1 
Proteobacteria; A 


477522 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


477522 Bacteria_16S 


acidiphila strain 
Bacteria; Proteob 


477522 Bacteria_16S 


grignonense strai 
grignonense Bacte 


477522 Bacteria_16S 


34635 16S ribosom 
Alphaproteobacter 


477522 Bacteria_16S 


34614 16S ribosom 
Alphaproteobacter 


477522 Bacteria_16S 


2302468 2302405 26 89 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2585755 2585692 26 89 gi 
in MMB1 16S ribosomal RNA, complete se 
1 Bacteria; Proteobacteria; Gammaprote 
2622791 2622732 26 85 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
2630492 2630433 28 87 gi 
osomal RNA, partial sequence 


3604547 3604484 23 86 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; Flavobact 
3885504 3885429 11 


86 gi 


train GS-15 16S ribosomal RNA, partial 
acteria; Proteobacteria; Deltaproteoba 
4169193 4169130 26 89 gi 


ammaproteobacteria; Alteromonadales; A 
165551 165489 25 87 gi 
ridia; Clostridiales; Clostridiaceae; 
180637 180575 25 87 gi 


ain CG 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
182187 182125 25 87 gi 


bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
208418 208356 25 87 gi 
04 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
209971 209909 25 87 gi 
in McCoyA 67 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
249882 249821 24 85 gi 
ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
305706 305648 29 87 gi 


lphaproteobacteria; Rickettsiales; Ana 
328552 328494 29 87 gi 


lphaproteobacteria; Rhodobacterales; R 
415387 415333 29 83 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
648895 648841 29 83 gi 
B2 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
679014 678956 26 84 gi 
n OgA9a 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
824270 824216 29 83 gi 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 
825772 825718 29 83 gi 
al RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


2630432 26317 


6S ribosomal RNA, partial sequence 165488 16699 


182124 18361 


249819 25124 


6S ribosomal RNA, partial sequence 378266 37969 


415329 41680 


824212 825662 Bosea 


825713 827158 Bosea 


219857528 
ence 23024 
nadales; 
219857277 
quence 

obacteria; 
219857249 
26227 
les; Phyll 
219857238 


hodobacter 
219846503 
sequence 

eria; Flav 


219846305 
sequence 


cteria; De 


219846100 


1lteromonad 
265678952 


Clostridiu 
265678942 
ence 18057 
idiaceae; 

265678941 


Clostridiu 
265678923 
20835 
idiaceae; 
265678922 
1 sequence 
iales; Clo 
265678895 


hodobacter 
265678856 


plasmatace 
265678841 
al sequenc 
tridiales; 


265678802 


hodobacter 
265678777 


les; Methy 
265678618 
e 64884 
les; Beije 
265678596 
uence 

ia; Rhizob 
265678496 


sea. 
265678495 


sea. 
265678441 


904617 904559 25 83 gi 


Alter 


m. 


m. 


ref|NR_025116.1 
04 2303932 Marino 
omonadaceae; 

ref |NR_024908.1 
2585691 258722 
Oceanospirillal 
ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; 
ref|NR_024866.1 
92 Methylarcula 
aceae; Methylarc 
ref|NR_026095.1 
3604483 360597 
obacteriales; Fl 


ref|NR_025895.1 
3885428 388697 
sulfuromonadales 


ref|NR_025690.1 
64 Marinobacter 
aceae; Marinobac 
ref |NR_029260.1 


M 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Marinomonas 
4 Marinomonas 
es; Marinomonas. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Methylarcula terricola 


terricola Bacteria; 


ula. 
Capnocytophaga 

1 Capnocytophaga 

avobacteriaceae; 


Geobacter 
3 Geobacter 
Geobacteraceae; 


’ 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Clostridium tetani 


5 Clostridium tetani Bacteria; 


ref |NR_029250.1 
4 182073 Clostr 
Clostridium. 
ref |NR_029249.1 


Clostridium 
idium proteolyticum 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


ref |NR_029231.1 
5 209857 Clostr 
Clostridium. 
ref |NR_029230.1 
209908 211410 
stridiaceae; Clo 
ref |NR_029203.1 


Clostridium sporogenes 
idium sporogenes 


Clostridium 
Clostridium 

stridium. 
Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


aceae; Amaricocc 
ref |NR_029162.1 
7 Neorickettsia 
ae; Neorickettsi 
ref|NR_029146.1 
e 328486 329942 
Clostridiales F 


ref |NR_029107.1 


us. 
Neorickettsia risticii 
risticii Bacteria; 

a. 

Sedimentibacter 
Sedimentibacter 

amily XI. Incertae 


Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


acea 
ref 


e; Oceanicol 
NR_029082.1 


a. 
Methylobacterium 


5 Methylobacterium populi BJ001 


lobacteriaceae; 
ref |NR_028923.1 
0 650254 Methyl 
rinckiaceae; Met 
ref|NR_028901.1 

678955 680426 
iales; Brucellac 
ref |NR_028799.1 
vestrisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria; 


ref 


Methylobacterium. 
Methylocapsa 

ocapsa acidiphila 
hylocapsa. 

Ochrobactrum 
Ochrobactrum 

eae; Ochrobactrum. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Thermoanaerobacter 


NR_028743.1 


siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 


Thermoanaerobacte 


Yr. 


477522 Bacteria_16S 1938865 1938811 26 80 gi|219878235|ref|NR_025374.1| Methylobacterium 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial sequence 1938810 1940249 Methylobacterium 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

477522 Bacteria_16S 1972163 1972101 21 83 gi|219878213|ref|NR_025352.1| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 2335811 2335757 29 83 gi|219857504|ref|NR_025092.1| Roseinatronobacter 
thiooxidans strain ALG 1 16S ribosomal RNA, partial sequence 2335756 2337102 Roseinatronobacter 
thiooxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseinatronobacter. 

477522 Bacteria_16S 2353871 2353809 21 83 gi| 219857491 |ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 
477522 Bacteria_16S 2605797 2605723 12 86 gi|219857264|ref|NR_024895.1| Desulfovibrio 
burkinensis strain HDv 16S ribosomal RNA, partial sequence 2605722 2607261 Desulfovibrio burkinensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
477522 Bacteria_16S 3683362 3683304 26 84 gi| 219846448 |ref|NR_026039.1| Ochrobactrum anthropi 
strain CNS 2-75 16S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum anthropi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

477522 Bacteria_16S 3710488 3710426 24 86 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 3719458 3719396 24 86 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 246756 246699 26 83 gi| 265678897 |ref|NR_029205.1| Thermotoga hypogea 


strain SEBR 7054 16S ribosomal RNA, partial sequence 246697 24821 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 
477522 Bacteria_16S 320753 320692 25 86 gi 
thermoamylovorans strain DKP 16S ribosomal RNA, partial 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; 
477522 Bacteria_16S 355803 355742 23 84 gi| 265678818 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 35715 


265678846 
sequence 


ref 


Baci 
ref 


320691 32223 


7 Sphingopyxis 


NR_029151.1 
4 
llus. 
NR_029123.1 


7 Thermotoga hypogea Bacteria; 


Bacillus 
Bacillus 


Sphingopyxis terrae 


terrae Bacteria; 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

477522 Bacteria_16S 372208 372151 29 86 gi| 265678806 |ref|NR_029111.1] Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

477522 Bacteria_16S 462971 462914 29 86 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
477522 Bacteria_16S 592467 592410 29 86 gi| 265678657 |ref|NR_028962.1| Novosphingobium 
hassiacum strain W-51 16S ribosomal RNA, partial sequence 592408 593892 Novosphingobium hassiacum 


Bacteria; Proteobacteria; Alphaproteobacteria; 
477522 Bacteria_16S 601402 601345 29 86 


Sphingomonadales; 
gi| 265678651 


Sphi 
ref 


mesophilus strain 2SM29 16S ribosomal RNA, partial sequence 601344 602854 Gelidi 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Geli 
477522 Bacteria_16S 639587 639530 26 83 gi|265678624|ref|NR_028929.1 
strain 520-20 16S ribosomal RNA, complete sequence 639529 64105 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
477522 Bacteria_16S 767496 767439 29 86 gi|265678534|ref|NR_028838.1 
strain J1 16S ribosomal RNA, partial sequence 767437 76891 

Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Devosia. 
477522 Bacteria_16S 778338 778273 21 86 gi| 265678526 |ref|NR_028830.1 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
477522 Bacteria_16S 921746 921681 21 86 gi|265678430|ref|NR_028732.1 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desul 
477522 Bacteria_16S 923316 923251 21 86 gi|265678429|ref|NR_028731.1 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulf 


ngomonadacea 
NR_028956.1 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
477522 Bacteria_16S 926420 926363 29 86 gi| 265678427 |ref|NR_028729.1 
psychrophila strain LSv54 16S ribosomal RNA, partial sequence 926361 927852 
psychrophila Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; De 
Desulfotalea. 

477522 Bacteria_16S 960385 960328 26 83 gi|265678404|ref|NR_028706.1 
strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudo 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomon 
477522 Bacteria_16S 968047 967982 29 94 gi|265678398|ref|NR_028700.1 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


e; Novosphingobium. 
Gelidibacter 

bacter mesophilus 
dibacter. 

Pseudomonas kilonensis 


6 Pseudomonas kilonensis Bacteria; 


as. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 
Desulfofrigus 
ofrigus oceanense 
eae; Desulfofrigus. 
Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Pseudomonas veronii 


monas veronii Bacteria; 


as. 


Kitasatospora 


967981 969477 Kitasatospora 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae 


477522 Bacteria_16S 


strain NCTC 13004 
Bacteria; Proteob 


477522 Bacteria_16S 


strain CDC 2970-5 
Bacteria; Proteob 


477522 Bacteria_16S 


strain 167 16S ri 


; Kitasatospora. 

971159 971102 29 86 gi 
16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
986395 986338 29 86 gi 
9 16S ribosomal RNA, partial sequence 


265678396 


9711 


obacterale 
265678386 


9863 


acteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
987975 987918 29 86 gi| 265678385 |ref|NR_028687.1 
bosomal RNA, partial sequence 987916 98944 


ref |NR_028698.1 
0 972566 Campyl 
s; Campylobacter 
ref|NR_028688.1 
6 987865 Citrob 


0 


3 


Streptomycineae; 


Campylobacter lanienae 


obacter lanienae 
aceae; 


Campylobacter. 
Citrobacter murliniae 


acter murliniae 
eae; 


Citrobacter. 
Citrobacter braakii 


5 Citrobacter braakii Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

477522 Bacteria_16S 989555 989498 29 86 gi| 265678384 |ref|NR_028686.1| Citrobacter sedlakii 
strain I-75 16S ribosomal RNA, partial sequence 989496 991017 Citrobacter sedlakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

477522 Bacteria_16S 991126 991069 29 86 gi| 265678383 |ref|NR_028685.1| Citrobacter rodentium 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

477522 Bacteria_16S 1062761 1062700 25 86 gi|265678335|ref|NR_028637.1| Alicyclobacillus 
acidiphilus strain TA-67 16S ribosomal RNA, partial sequence 1062699 1064231 Alicyclobacillus 
acidiphilus Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

477522 Bacteria_16S 1070244 1070187 29 86 gi|265678330|ref|NR_028632.1| Tistrella mobilis 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 

477522 Bacteria_16S 1080535 1080470 24 89 gi| 265678322 |ref|NR_028624.1| Bacillus funiculus 
strain NAFO01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

477522 Bacteria_16S 1088166 1088109 29 86 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

477522 Bacteria_16S 1141135 1141078 29 86 gi|253680762|ref|NR_028010.1| Sphingopyxis 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 1141076 1142557 Sphingopyxis 


witflariensis Bac 
Sphingopyxis. 


477522 Bacteria_16S 


subsp. urealyticu 
capitis subsp. ur 


477522 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
477522 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


477522 Bacteria_16S 


anilini strain An 
Bacteria; Proteob 


477522 Bacteria_16S 


strain 63287 16S 


teria; Proteobacteria; Alphaproteobact 


1319362 1319301 25 86 gi 
s strain MAW 8436 16S ribosomal RNA, p 
ealyticus Bacteria; Firmicutes; Bacill 
1399638 1399581 29 86 gi 
RNA, partial sequence 
Sphingomonadales; 

1634592 1634531 26 87 gi 
n Sl 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1978384 1978327 21 78 gi 
il 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 
2299501 2299448 29 82 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


477522 Bacteria_16S 


strain LBB1 16S r 


2340323 2340266 29 86 
ibosomal RNA, partial sequence 


gi 


al 


ce 


co 


ac 


rh 


eria; Sphi 


228715347 
artial seq 


es; Sta 


228715353 
1399580 1401060 Sphin 
Sphingomon 
219878453 


1634 
ccus. 


219878209 


1978 
terales 


219857530 
2299447 23008 


izobiac 


219857501 
2340265 23417 


ngomonadales; Sp 
ref 
uenc 
hylo 
ref 
gomo 


NR_027519.1 
e 131930 
coccus. 
NR_027525.1 
nas wittichi 
adaceae; Sphingo: 
ref|NR_025592.1 
30 1635961 Planoc 


Pp 


5 


ref|NR_025348.1 
26 1979852 Desulf 
Desulfobacterac 
ref|NR_025118.1 


3 


, 


Bosea. 
NR_025089.1 


eae; 


ref 


hingomonadaceae; 


Staphylococcus capitis 


0 1320791 Staphylococcus 


Sphingomonas wittichii 


i RW1 Bacteria; 
monas. 


Planococcus 


occus maitriensis 


Desulfobacterium 


obacterium anilini 
eae; 


Desulfobacterium. 
Bosea massiliensis 


77 Bosea massiliensis Bacteria; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 

477522 Bacteria_16S 2399485 2399428 29 86 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

477522 Bacteria_16S 2463288 2463227 25 86 gi| 219857407 |ref|NR_024995.1|] Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 2520723 2520666 26 83 gi|219857363|ref|NR_024951.1| Pseudomonas 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 2520665 2522094 Pseudomonas 
thivervalensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

477522 Bacteria_16S 2522203 2522146 26 83 gi|219857362|ref|NR_024950.1| Pseudomonas 
brassicacearum strain DBK11 16S ribosomal RNA, partial sequence 2522145 2523617 Pseudomonas 
brassicacearum Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

477522 Bacteria_16S 2537251 2537194 29 86 gi|219857352|ref|NR_024940.1| Hyphomonas rosenbergii 


strain VP-6 16S r 
Proteobacteria; A 


477522 Bacteria_16S 


strain VP-5 16S r 
Proteobacteria; A 


ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2538655 2538598 29 86 gi 
ibosomal RNA, partial sequence 

lphaproteobacteria; Rhodobacterales; 


YP 


2537193 25385 


homonad 


219857351 
2538597 2539930 Hyphomonas hirschiana Bacteria; 
Hyphomonadaceae; 


; Hyphomonas. 
NR_024939.1 


aceae 


ref 


Hyphomonas. 


46 Hyphomonas rosenbergii Bacteria; 


Hyphomonas hirschiana 


477522 Bacteria_16S 


strain MHS-3 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 
477522 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; D 


477522 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


477522 Bacteria_16S 


strain IAM 14851 


2541390 2541333 29 86 
ribosomal RNA, partial sequence 


gi 


H 
2613535 2613470 21 86 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
2660816 2660759 29 86 gi 
n DM13 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
2901119 2901062 29 86 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


477522 Bacteria_16S 


vitulinus strain 
vitulinus Bacteri 


477522 Bacteria_16S 


2907256 2907195 25 86 gi 
ATCC 51145 16S ribosomal RNA, partial 
a; Firmicutes; Bacillales; Staphylococ 
2908803 2908742 25 86 gi 


pasteuri strain ATCC51129 16S ribosomal RNA, partial se 


pasteuri Bacteria 


477522 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


477522 Bacteria_16S 


halophilum strain 
halophilum Bacter 


477522 Bacteria_16S 


strain C8ST5 16S 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain gal 1261 1 
Proteobacteria; A 


477522 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain Fowl 16S r 
Proteobacteria; G 


477522 Bacteria_16S 


strain 50 16S rib 
Proteobacteria; G 


477522 Bacteria_16S 


strain PB 1 16S r 
Proteobacteria; G 


477522 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


477522 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


477522 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


477522 Bacteria_16S 


strain ATCC 15468 
Proteobacteria; G 


477522 Bacteria_16S 


strain 1H 9 16S 


Proteobacteria; G 


477522 Bacteria_16S 


strain 2502 16S r 
Actinobacteria; A 


477522 Bacteria_16S 


strain 47001 16S 
Actinobacteria; A 


477522 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


477522 Bacteria_16S 


strain Hbl 16S ri 


; Firmicutes; Bacillales; 


3609033 3608972 26 


Staphylococc 
87 gi 


lales; Planococcaceae; Planococcus. 
3610513 3610452 26 87 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3652885 3652828 29 86 gi 
SEBR 3139 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Clostridia 
3701445 3701388 29 86 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
3979802 3979745 26 83 


Flavoba 
gi 


ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
170102 170042 26 86 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
171622 171562 26 86 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
173120 173060 26 86 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
174636 174576 26 86 gi 


ammaproteobacteria; Vibrionales; Vibri 
176114 176054 26 86 gi 
L1 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
177630 177570 26 86 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
214603 214543 26 86 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
225191 225131 29 89 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
228204 228144 29 89 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
243759 243695 22 86 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
275354 275298 29 85 gi 
bosomal RNA, partial sequence 


Cory 
gi 


Cory 
gi 


2541332 25426 


2613469 26150 


16S ribosomal RNA, partial sequence 2901061 29025 


16S ribosomal RNA, partial sequence 3608971 36104 


3701387 37028 


6S ribosomal RNA, partial sequence 3979744 39812 


lphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
99894 99834 26 86 gi| 265678996 
ibosomal RNA, complete sequence 99832 10139 
lales; Bacillaceae; Halobacillus. 
168619 168559 26 86 gi| 265678950 


168553 16998 


170036 17150 


171556 17300 


173054 174520 Vibri 


6S ribosomal RNA, partial sequence 174571 17599 


214535 21600 


225125 22658 


228138 22959 


243690 24511 


219857349 


yphomonada 
219857256 


; Desulfov 
219857216 
ence 26607 
les; Hypho 
219856855 


ococcineae 
219856851 

sequence 

cus. 
219856850 

quence 

us 
219846499 


219846498 
36104 


219846469 
sequence 

les; Pepto 
219846435 


cteriaceae 
219846238 


onaceae; V 
265678949 


onaceae; V 
265678948 


onaceae; V 
265678947 


rio. 
265678946 


onaceae; V 
265678945 
e 17604 
les; Vibri 
265678944 

17756 
omonadacea 
265678919 


Halomonad 
265678912 


nebacterin 
265678910 


nebacterin 
265678899 


Megasphae 


ref |NR_024937.1 


Hyphomonas adhaerens 


65 Hyphomonas adhaerens Bacteria; 


ceae; Hyphomona 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref|NR_024844.1 
58 2662094 Methyl 
microbiaceae; Me 
ref|NR_024674.1 


Ss. 


Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 

Methylorhabdus 
orhabdus multivorans 
thylorhabdus. 

Leucobacter albus 


46 Leucobacter albus Bacteria; 


; Microbacteriac 
ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


ref|NR_026091.1 


eae; Leucobacter. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


ref|NR_026090.1 
51 3611882 Planoc 


ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref |NR_026026.1 
64 Gelidibacter 
; Gelidibacter. 
ref |NR_025828.1 


Planococcus citreus 
occus citreus Bacteria; 


Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 
Gelidibacter algens 


algens Bacteria; 


Rhizobium galegae 


09 Rhizobium galegae Bacteria; 


hizobium/Agrobac 
ref|NR_029304.1 
0 Halobacillus 


ref |NR_029258.1 


terium group; Rhizobium. 
Halobacillus litoralis 


litoralis Bacteria; 


Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


ibri 
ref 


oO. 
NR_029257.1 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


ibri 
ref 


oO. 
NR_029256.1 


Vibrio gazogenes 


3 Vibrio gazogenes Bacteria; 


ibri 
ref 
o fi 


oO. 
NR_029255.1 
scheri Bacte 


ref |NR_029254.1 


Vibrio fischeri strain 
ria; Proteobacteria; 


Vibrio aestuarianus 


7 Vibrio aestuarianus Bacteria; 


ibrio; 
ref|NR_029253.1 
8 177513 Photob 
onaceae; Photoba 
ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029227.1 


Photobacterium 
acterium leiognathi 
cterium. 

Aeromonas punctata 
nas punctata Bacteria; 


Halomonas elongata 


2 Halomonas elongata Bacteria; 


aceae; Halomonas 
ref |NR_029220.1 
1 Mycobacterium 
eae; Mycobacteri 
ref|NR_029218.1 
5 Mycobacterium 
eae; Mycobacteri 
ref|NR_029207.1 


Mycobacterium chitae 
chitae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium obuense 
obuense Bacteria; 
aceae; Mycobacterium. 

Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


ra. 


265678876 


ref |NR_029182.1 


Helicobacter bilis 


275297 276761 Helicobacter bilis Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


477522 Bacteria_16S 


strain F 628 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
477522 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


477522 Bacteria_16S 


strain YIM 31530 


296652 296592 29 89 
ribosomal RNA, partial sequence 


gi 


432258 432198 26 86 gi 
GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
461437 461377 26 86 gi 


265678862 
296587 29794 
nebacterin 
265678766 
ence 43219 
nibacillus. 
265678743 
16S ribosomal RNA, partial sequence 461374 46285 


ref 


eae; 
ref 


ref 


9 Mycobacterium 


6 433742 Paeni 


NR_029168.1 

Mycobacteri 
NR_029071.1 
b 


NR_029048.1 


Mycobacterium terrae 
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aceae; Mycobacterium. 

Paenibacillus 
acillus favisporus 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
477522 Bacteria_16S 616862 616802 29 89 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 


Bacteria; Actinob 
Mycobacterium. 


477522 Bacteria_16S 


H 1 16S ribosomal 


Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

477522 Bacteria_16S 651734 651678 25 81 gi|265678615|ref|NR_028920.1 

strain CK55 16S ribosomal RNA, partial sequence 651676 65311 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 810529 810469 29 89 gi|265678505|ref|NR_028808.1 

montefiorense strain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 

montefiorense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 

Mycobacteriaceae; Mycobacterium. 

477522 Bacteria_16S 898501 898433 26 94 gi| 265678445 |ref|NR_028747.1 

koreensis strain YC300 16S ribosomal RNA, partial sequence 898427 899962 Paenib 

Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

477522 Bacteria_16S 966592 966532 26 86 gi|265678400|ref|NR_028702.1 

strain 4A 16S ribosomal RNA, partial sequence 966531 96793 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomona 

477522 Bacteria_16S 1018451 1018387 25 89 gi|265678365|ref|NR_028667.1 

succinus subsp. succinus strain AMG-D1 16S ribosomal RNA, complete sequence 
Staphylococcus succinus subsp. succinus Bacteria; Firmicutes; Bacillales; 

477522 Bacteria_16S 1038380 1038320 26 86 gi|265678352|ref|NR_028654.1 

strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 10398 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

477522 Bacteria_16S 1044543 1044483 26 86 gi| 265678348 |ref|NR_028650.1 

strain YZ-96 16S ribosomal RNA, partial sequence 1044481 10459 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 

477522 Bacteria_16S 1059686 1059626 26 86 gi| 265678337 |ref|NR_028639.1 

hydrothermalis strain Tl 16S ribosomal RNA, partial sequence 1059624 106111 

hydrothermalis Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 

477522 Bacteria_16S 1086593 1086533 26 86 gi| 265678318 |ref|NR_028620.1 


1139 16S ribosoma 
Bacillales; Bacil 


477522 Bacteria_16S 
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Bacteria; Firmicu 


477522 Bacteria_16S 


ochracea DSM 7271 
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477522 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
477522 Bacteria_16S 


vibrioides strain 
vibrioides Bacter 


477522 Bacteria_16S 
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Firmicutes; Clost 
477522 Bacteria 
strain DSM 5090 
Firmicutes; Clost 
477522 Bacteria_ 
strain DSM 3132 
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16S 


16S 


1 RNA, complete sequence 
laceae; Bacillus. 
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16S ribosomal RNA, partial sequence 
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Ea 8 


s 
er 
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FKBS1 16S ribosomal RNA, complete seq 
ia; Firmicutes; Clostridia; Clostridia 
1881239 1881183 29 85 gi 


85 gi 
ue 
le 


ridia; Clostridiales; Veillonellaceae; S 


1882813 1882757 29 85 gi 
ridia; Clostridiales; Veillonellaceae; 
1884396 1884340 29 85 gi 


s 


ridia; Clostridiales; Veillonellaceae; S 


477522 Bacteria_ 
strain LMG 317541 


16S 


1086532 1088056 Bacil 


253680753 
16S ribosomal RNA, partial sequence 1154576 11561 


228719222 


219878437 


219878290 
omonospori 
219878279 
219878278 


6S ribosomal RNA, partial sequence 1881182 18827 


219878277 
6S ribosomal RNA, partial sequence 1882756 18842 


219878276 
6S ribosomal RNA, partial sequence 1884339 18858 


lus 
ref 


llus. 
ref 

11729 
ales; Flavob 
ref 
equence 
ia; Rhizobia 
ref 
18659 


neae 


nce 


s; Veillonel 


ref 


poromusa. 
ref 


poromusa. 
ref 


poromusa. 


2025820 2025760 26 86 gi 
16S ribosomal RNA, partial sequence 


219878178 


ref 


00 1174354 Capnoc 


1655822 165727 


35 1867442 Asano 


05 Sporomusa 


88 Sporomusa 


66 Sporomusa 


akibai Bacte 


NR_028001.1 


NR_027581.1 


acteriaceae; 
NR_025576.1 


les; Brucell 
NR_025429.1 
a 


Micromono 


laceae; Pp 
NR_025417.1 


NR_025416.1 


NR_025415.1 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
642681 642625 29 85 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 


Clostridium uliginosum 


2 Clostridium uliginosum Bacteria; 


Mycobacterium 
811984 Mycobacterium 
bacterineae; 


Paenibacillus 
acillus koreensis 


Halomonas campisalis 


0 Halomonas campisalis Bacteria; 
s. 


Staphylococcus 
1018386 1019933 
Staphylococcus. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


88 Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Marinithermus 

6 Marinithermus 
Marinithermus. 

Bacillus akibai strain 
ria; Firmicutes; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 
Ochrobactrum 

4 Ochrobactrum 

aceae; Ochrobactrum. 
Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Propionispora 

1 Propionispora 
ionispora. 

Sporomusa sphaeroides 


sphaeroides Bacteria; 


Sporomusa malonica 


malonica Bacteria; 


Sporomusa acidovorans 


acidovorans Bacteria; 


NR_025317.1 


Aeromonas popoffii 


2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 


477522 Bacteria_16S 
strain KK19 16S r 
Firmicutes; Bacil 


ibosomal RNA, 
lales; 


2047229 2047169 26 


Paenibacillaceae; 
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complete sequence 
Paenib 
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477522 Bacteria_1 
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477522 Bacteria_1 
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Swaminathania. 


477522 Bacteria_16S 
mediterraneus str 


mediterraneus Bac 
Desulfobulbus. 


477522 Bacteria_16S 


venustensis strai 
Bacteria; 


strain MIT 97-507 
Proteobacteria; E 


477522 Bacteria_16S 
xinjiangensis str 


xinjiangensis Bac 
Nocardiopsaceae; 


477522 Bacteria_16S 
salina strain YIM 
Bacteria; Actinob 


Streptomonospora. 


477522 Bacteria_16S 
pomorum strain 3A 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


477522 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


477522 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


477522 Bacteria_16S 


herbarius strain 
Bacteria; Firmicu 


477522 Bacteria_16S 


plecoglossicida s 
plecoglossicida B 
Pseudomonas. 


477522 Bacteria_16S 


multivorum strain 
multivorum Bacter 
Acidiphilium. 


477522 Bacteria_16S 


strain GraMall 16 
Proteobacteria; D 


477522 Bacteria_16S 


strain Milford 74 
Proteobacteria; G 


477522 Bacteria_16S 


nigripulchritudo 
nigripulchritudo 


477522 Bacteria_16S 


80 16S ribosomal 
Gammaproteobacter 


477522 Bacteria_16S 


Proteob 
477522 Bacteria_16S 


6S 2070186 2070126 26 
ain XE 16S ribosomal RNA, complete seq 
teria; Firmicutes; Bacillales; Paeniba 
6S 2097693 2097633 26 86 gi 
in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


86 gi 


6S 2147643 2147583 29 
6S ribosomal RNA, 


89 gi 


6S 2159705 2159649 30 86 gi 
in PA 51 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


2255383 2255321 21 83 gi 
ain 86FS1 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


2263111 2263051 26 86 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2292077 2292021 29 85 gi 
5c 16S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
2332836 2332776 26 86 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2408638 2408578 26 86 gi 
90002 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
2722222 2722162 26 86 gi 
tes; Bacillales; Alicyclobacillaceae; 

2756607 2756547 26 86 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


2785280 2785220 26 86 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicy 
2786847 2786787 26 86 gi 
CP-1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Alicyclobacillaceae; 

2919572 2919512 26 86 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


2936096 2936040 30 86 gi 
AIU 301 16S ribosomal RNA, complete s 
ia; Proteobacteria; Alphaproteobacteri 


3051481 3051419 24 
S ribosomal RNA, 
eltaproteobacteria; Desulfuromonadales 
3557364 3557304 26 86 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
3561880 3561820 26 86 gi 
strain 164 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Gammaproteob 
3563365 3563305 26 86 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 


86 gi 


ue 
ci 


ue 
ri 


complete sequence 2147582 21491 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
477522 Bacteria_1 
salitolerans stra 
salitolerans Bact 


ne 


qu 
ed: 
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er 


en 
ir 
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al 
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nc 
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Al 
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di 
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ce 
Al 


1 
ct 
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complete sequence 3051418 30529 
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on 


se 
ac 


3563299 3564734 Vibri 


3657465 3657405 26 86 gi 
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nce 

llaceae; 
219878123 
nce 
a; Rhizo 
219857636 


bacterin 
219857628 
ence 

a; Rhodo 


219857562 
uence 
ia; Desu 


219857557 
ce 22630 
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219857536 
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Helicob 
219857507 
sequenc 


219857454 
e 24085 
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219857148 
sequenc 
ales; Cl 


219857126 
1 sequen 
obacilla 
219857125 
27867 
icycloba 
219856843 
sequence 
eria; Ps 


219856832 
Rhodosp 
219846887 


Pelobact 
219846537 
35572 
aceae; V 
219846534 
quence 

teria; V 
219846533 


219846466 


Actinomycet 


ref |NR_025299.1 
07 Paenibacillus 


ref |NR_025282.1 
2070125 207167 
Thermobacillus. 
ref |NR_025262.1 
2097632 209908 
biales; Phyllob 


ref|NR_025225.1 
14 Mycobacterium 
eae; Mycobacteri 
ref|NR_025217.1 

2159648 216110 
spirillales; Ace 


ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref |NR_025124.1 
20 2293474 Helico 
acteraceae; Heli 
ref|NR_025095.1 
e 2332775 233429 
ales; Strept 


ref |NR_025042.1 
77 2410105 Strept 
ptosporangineae; 
ref|NR_024801.1 
61 2723688 Alicyc 
cillus. 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref|NR_024754.1 
ce 2785219 278673 
ceae; Alicycloba 
ref|NR_024753.1 
86 2788314 Alicyc 
cillus. 
ref |NR_024662.1 

2919511 292100 
eudomonadales; P 


ref|NR_024651.1 

2936039 293748 
irillales; Aceto 
ref |NR_026479.1 
eraceae; Malonom 
ref|NR_026129.1 
98 3558733 Vibrio 
ibrio. 
ref |NR_026126.1 

3561815 356324 
ibrionales; Vibr 
ref|NR_026125.1 
o nereis Bacteri 


ref|NR_026058.1 


gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 


gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


a 


Paenibacillus borealis 
borealis Bacteria; 


Thermobacillus 
8 Thermobacillus 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Mycobacterium parmense 
parmense Bacteria; 
aceae; Mycobacterium. 

Swaminathania 
2 Swaminathania 
tobacteraceae; 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Alcanivorax 
vorax venustensis 
e; Alcanivorax. 
Helicobacter aurati 
bacter aurati Bacteria; 
cobacter. 

Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Streptomonospora 
omonospora salina 
Nocardiopsaceae; 


Alicyclobacillus 
lobacillus pomorum 


Thermaerobacter 
6 Thermaerobacter 
ly XVII. Incertae Sedis; 


Alicyclobacillus 
5 Alicyclobacillus 
cillus. 
Alicyclobacillus 
lobacillus herbarius 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Acidiphilium 
9 Acidiphilium 


bacteraceae; 


Malonomonas rubra 


42 Malonomonas rubra Bacteria; 


onas. 
Vibrio tubiashii 
tubiashii Bacteria; 


Vibrio 

8 Vibrio 

ionaceae; Vibrio. 
Vibrio nereis strain 
a; Proteobacteria; 


Shewanella 


3657404 365891 
Shew. 


0 Shewanella 


anellaceae; Shewanella. 


477522 Bacteria_16S 3659022 3658962 26 86 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
477522 Bacteria_16S 3801683 3801627 29 85 gi|219846361|ref|NR_025952.1| Helicobacter hepaticus 
strain Hh-2 16S ribosomal RNA, partial sequence 3801626 3803095 Helicobacter hepaticus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
477522 Bacteria_16S 3818542 3818486 29 85 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
477522 Bacteria_16S 3826186 3826130 29 85 gi|219846345|ref|NR_025935.1| Helicobacter felis 
strain CS1 16S ribosomal RNA, partial sequence 3826129 3827602 Helicobacter felis Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
477522 Bacteria_16S 3879254 3879198 26 82 gi|219846309|ref|NR_025899.1| Caloramator fervidus 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 3880715 Caloramator fervidus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 
477522 Bacteria_16S 3880823 3880767 26 82 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
477522 Bacteria_16S 3882395 3882339 26 82 gi|219846307|ref|NR_025897.1| Thermoanaerobacter 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial sequence 3882338 3883860 
Thermoanaerobacter brockii subsp. finnii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
477522 Bacteria_16S 4008115 4008055 26 86 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
477522 Bacteria_16S 4109355 4109295 26 86 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
477522 Bacteria_16S 4110922 4110862 26 86 gi|219846144|ref|NR_025734.1| Kribbella solani 
strain DSA1 16S ribosomal RNA, partial sequence 4110861 4112376 Kribbella solani Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
477522 Bacteria_16S 827274 827215 29 88 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
477522 Bacteria_16S 828848 828789 29 88 gi| 265678493 |ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
477522 Bacteria_16S 880189 880130 26 85 gi|265678458|ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Lentzea. 
477522 Bacteria_16S 912392 912333 26 85 gi| 265678436 |ref|NR_028738.1| Lechevalieria 
aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 
aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Lechevalieria. 
477522 Bacteria_16S 995767 995704 23 86 gi|265678380|ref|NR_028682.1| Granulicatella elegans 
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teria; Proteobacteria; Alphaproteobact 
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1395169 1395110 24 83 gi 


995703 99724 


tella. 
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espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Saccharothrix. 
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ref|NR_028625.1| Acetobacter orientalis 
18 Acetobacter orientalis Bacteria; 
raceae; Acetobacter. 

ref|NR_028616.1] Acetobacter 

1092739 1094192 Acetobacter 
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1535924 1535865 26 85 gi|219857378|ref|NR_024966.1| Saccharothrix 
NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
ae; Saccharothrix. 

1537486 1537427 26 85 gi|219857377|ref|NR_024965.1| Saccharothrix 


1537426 1538935 Saccharothrix 


477522 Bacteria_16S 1539046 1538987 26 85 gi|219857376|ref|NR_024964.1| Crossiella cryophila 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossiella cryophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
477522 Bacteria_16S 1570537 1570478 26 85 gi|219878156|ref|NR_025295.1| Aeromonas salmonicida 
subsp. smithia strain AS20/1/1 16S ribosomal RNA, partial sequence 1570477 1571981 Aeromonas salmonicida 
subsp. smithia Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 
477522 Bacteria_16S 1862831 1862772 26 85 gi|219878292|ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
477522 Bacteria_16S 1864413 1864354 26 85 gi| 219878291 |ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

477522 Bacteria_16S 2112876 2112813 23 86 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 

477522 Bacteria_16S 2246104 2246045 29 88 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

477522 Bacteria_16S 2247680 2247621 29 88 gi|219857567|ref|NR_025155.1| Streptomyces 
luridiscabiei strain S63 16S ribosomal RNA, partial sequence 2247616 2249142 Streptomyces 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

477522 Bacteria_16S 2311640 2311581 26 85 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

477522 Bacteria_16S 2723799 2723740 26 85 gi|219857172|ref|NR_024800.1| Longispora albida 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 2725214 Longispora albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
477522 Bacteria_16S 2842617 2842558 29 88 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

477522 Bacteria_16S 3160046 3159983 1 64 gi|219846815|ref|NR_026407.1| Desulfuromonas 
thiophila strain NZ27 16S ribosomal RNA, partial sequence 3159980 3161460 Desulfuromonas thiophila 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
477522 Bacteria_16S 3558844 3558785 26 85 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

477522 Bacteria_16S 3560359 3560300 26 85 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

477522 Bacteria_16S 3564845 3564786 26 85 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

477522 Bacteria_16S 3566361 3566302 26 85 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 
strain NS 16S ribosomal RNA, partial sequence 3566301 3567756 Vibrio diazotrophicus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

477522 Bacteria_16S 3567867 3567808 26 85 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

477522 Bacteria_16S 3587563 3587508 30 85 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

477522 Bacteria_16S 3611993 3611934 26 85 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

477522 Bacteria_16S 3654459 3654404 26 81 gi|219846468|ref|NR_026060.1| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

477522 Bacteria_16S 3677351 3677296 31 86 gi|219846452|ref|NR_026043.1| Deferribacter 
thermophilus strain BMA1 16S ribosomal RNA, partial sequence 3677295 3678845 Deferribacter 
thermophilus Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

477522 Bacteria_16S 3812387 3812328 26 85 gi|219846354|ref|NR_025945.1| Aeromonas 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 

477522 Bacteria_16S 3863917 3863855 28 90 gi|219846319|ref|NR_025909.1| Alistipes putredinis 


strain ATCC 29800 


16S ribosomal RNA, partial sequence 


3863852 3865319 Alistipes putredinis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Alistipes. 


477522 Bacteria_ 
strain ATCC 19812 
Actinobacteria; Actinobacteridae; Actinomycetales; 
477522 Bacteria_ 
strain ATCC 25495 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; St 
Streptomyces. 

477522 Bacteria_16S 3922015 3921956 29 88 gi|219846279|ref|NR_025869.1 
eurythermus strain ATCC 14975 16S ribosomal RNA, complete sequence 3921948 392347 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

477522 Bacteria_16S 3923596 3923537 29 88 gi|219846278|ref|NR_025868.1 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 392352 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

477522 Bacteria_16S 3925177 3925118 29 88 gi| 219846277 |ref|NR_025867.1 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 392511 


diastatochromogenes Bacteria; Actinobacteria; Actinobac 
Streptomycetaceae; 


477522 Bacteria_16S 3926758 3926699 29 88 gi|219846276|ref|NR_025866.1 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 392822 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptomycetaceae; Streptomyces. 

477522 Bacteria_16S 3928338 3928279 29 88 gi|219846275|ref|NR_025865.1 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
477522 Bacteria_16S 40833 40775 26 84 gi|265679036|ref|NR_029344.1 
strain Ifremer A365 16S ribosomal RNA, partial sequence 40774 42243 Vibrio 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

477522 Bacteria_16S 130448 130394 31 85 gi| 265678975 |ref|NR_029283.1 


strain BAL-1 16S 


Firmicutes; 


477522 Bacteria_ 
collagenovorans s 
collagenovorans B 
477522 Bacteria_ 
polysaccharolytic 


Clost 


16S 3918854 3918795 29 


16S ribosomal RNA, 


88 gi 
complete sequence 


Streptomyces. 


ribosomal RNA, complete sequence 


219846281 


Streptomycineae; Streptomycet 
16S 3920434 3920375 29 88 gi|219846280|ref|NR_025870.1 
16S ribosomal RNA, complete sequence 39203 


te 


130392 13190 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysiogenes. 
477522 Bacteria_ 


ref|NR_025871.1 


39187 


ridae; Actinomycetales; 


2 Chrysiogenes 


Streptomyces tendae 


87 3920316 Streptomyces tendae Bacteria; 
aceae; 


Streptomyces. 
Streptomyces sampsonii 


67 3921897 Streptomyces sampsonii 
reptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Vibrio pectenicida 
pectenicida Bacteria; 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


16S 150129 150067 25 87 gi|265678962|ref|NR_029270.1| Clostridium litorale 
strain W6 16S ribosomal RNA, partial sequence 150066 151566 Clostridium litorale Bacteria; 

ridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 186862 186800 25 87 gi| 265678938 |ref|NR_029246.1| Clostridium 

train SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 

acteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

16S 269238 269184 26 80 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 

um strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 

Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 


Thermoanaerobacte 
477522 Bacteria_ 
strain CC-1 16S r 


Thermotogae; 


477522 Bacteria_ 
kentuckyensis str 
kentuckyensis Bac 


477522 Bacteria_16S 


Thermotogales; Thermotogaceae; Geotoga. 
16S 436982 436924 29 87 gi| 265678763 |ref|NR_029068.1 
ain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Amycolatopsis. 
446181 446127 30 84 gi| 265678757 |ref|NR_029062.1 
ribosomal RNA, partial sequence 446125 44760 


strain E7107 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
477522 Bacteria_16S 
40M4T 16S ribosomal RNA, 
Gammaproteobacter 
477522 Bacteria_16S 
strain MDA5527 16 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
477522 Bacteria_16S 
strain 19 16S ribosomal RNA, partial sequence 
Clost 
477522 Bacteria_16S 
strain OK-1 16S r 
Gammaproteobacteria; Alteromonadales; 
477522 Bacteria_16S 
yabuuchiae strain 
Proteob 
477522 Bacteria_16S 
tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 


Firmicutes; 


Proteobacteria; 


Bacteria; 


rales; Thermoanaerobacterales Family I 
16S 330048 329994 29 83 gi 
ibosomal RNA, partial sequence 


I 


644235 644175 26 

complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
741103 741049 30 84 gi 
S ribosomal RNA, partial sequence 


86 gi 


845612 845554 29 87 gi 


ridia; Clostridiales; Clostridiaceae; 
1009377 1009317 26 86 gi 
ibosomal RNA, partial sequence 
Ss 
1067267 1067205 24 86 gi 
Al-18 16S ribosomal RNA, partial sequ 


1074664 1074606 26 84 gi 


265678840 
329993 33159 


Acetobacte 
265678621 
644174 645732 Vibrio lentus Bacter 


265678553 
741046 74252 
Acetobacte 
265678482 
845553 84708 
Clostridium. 
265678371 
1009316 10108 
hewanellac 
265678332 
ence 10672 
acteria; Alphaproteobacteria; Sphingomonadales; 

265678327 


ae S 
ref 


I. Incert edis; Thermo 


NR_029145.1 


race 
ref 


ae; Roseomon 
NR_028926.1 
i 


ref|NR_028857.1 


race 
ref 


ae; Roseomon 
NR_028785.1 


ref |NR_028673.1 
eae; Shewanella. 
ref |NR_028634.1 
03 1068656 Sphin 
Sphingomonadace 


anaerobacterium. 
Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 
Vibrio lentus strain 
a; Proteobacteria; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Clostridium scindens 


1 Clostridium scindens Bacteria; 


Shewanella algae 


53 Shewanella algae Bacteria; 


Sphingomonas 


gomonas yabuuchiae 
ae; 


Sphingomonas. 


ref|NR_028629.1 
1074605 107593 


Rhodococcus 
5 Rhodococcus 


tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


Rhodococcus. 


477522 Bacteria_16S 
DSM 9799 16S ribo 
Proteobacteria; G 
477522 Bacteria_16S 
OT-1 16S ribosoma 
Flavobacteria; Flavobacteriales; 
477522 Bacteria_16S 
strain ATCC 35185 
Bacteria; Firmicutes; 
477522 Bacteria_16S 

strain ATCC 29914 
Proteobacteria; G 
477522 Bacteria_16S 
chacoense strain 
Bacteria; Proteob 
477522 Bacteria_16S 
strain 63 16S rib 
Proteobacteria; G 
477522 Bacteria_16S 
berrensis strain 


1342315 1342255 26 


1374160 1374102 28 


1523801 1523743 29 


Clostridia; 


1552635 1552581 26 


1889043 1888989 26 


2091547 2091489 26 


2507055 2507001 26 


1 RNA, partial sequence 


86 


86 


Flavobacteriaceae; 


somal RNA, partial sequence 1342254 1343799 Ferri 
ammaproteobacteria; Alteromonadales; F 


gi|228721107|ref|NR_027602.1| Ferrimonas balearica 
monas balearica DSM 9799 Bacteria; 
errimonadaceae; Ferrimonas. 
gi|228717906|ref|NR_027568.1| Kordia algicida strain 
1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
Kordia. 
gi|219857527|ref|NR_025115.1| Selenomonas sputigena 


87 


80 


80 


84 


osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 


80 


16S ribosomal RNA, partial sequence 
Clostridiales; Veillo 


gi 


16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


gi 


PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


gi 
20 


gi 


CTT3 16S ribosomal RNA, partial sequen 


s 


15237 
nellaceae; 
219857220 
15525 
Enterobac 
219878272 
e 18889 
les; Phyll 
219878128 
91488 20930 
hewanellac 
219857372 
ce 25070 


42 1525238 Selen 
Selenomonas. 

ref|NR_024848.1 
80 1554073 Provi 
teriaceae; Prov 
ref|NR_025411.1 


obac 
ref|NR_025267.1 

Shewanella. 
NR_024960.1 


eae; 
ref 


fo} 


d 
i 


88 1890453 Mesorh 
teriaceae; M 


00 2508520 Thermo 


monas sputigena 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Mesorhizobium 
izobium chacoense 
esorhizobium. 
Shewanella baltica 


18 Shewanella baltica Bacteria; 


Thermohalobacter 
halobacter berrensis 


Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Thermohalobacter. 

477522 Bacteria_16S 2719211 2719157 26 80 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 2719156 2720654 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

477522 Bacteria_16S 2741786 2741728 28 86 gi|219857159|ref|NR_024787.1| Flavobacterium 
limicola strain ST-82 16S ribosomal RNA, partial sequence 2741727 2743201 Flavobacterium limicola 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 

477522 Bacteria_16S 2822868 2822818 30 80 gi|219856908|ref|NR_024729.1| Hydrogenobacter 
subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 2822817 2824313 Hydrogenobacter 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

477522 Bacteria_16S 3262980 3262930 29 79 gi|219846745|ref|NR_026337.1| Pedomicrobium 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
477522 Bacteria_16S 3905451 3905393 26 84 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

477522 Bacteria_16S 51545 51488 29 86 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

477522 Bacteria_16S 199059 198986 1 74 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

477522 Bacteria_16S 200638 200573 22 87 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

477522 Bacteria_16S 245224 245167 29 86 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

477522 Bacteria_16S 263253 263196 29 86 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
477522 Bacteria_16S 331700 331643 26 83 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

477522 Bacteria_16S 376756 376699 29 86 gi| 265678803 |ref|NR_029108.1| Agromyces ulmi strain 


XILO1 16S ribosomal RNA, 
Actinobacteridae; 
477522 Bacteria_16S 
xylanilytica stra 
xylanilytica Bact 
Cellulomonadaceae; Cellulomonas. 

477522 Bacteria_16S 402839 402782 29 
hebeiensis strain 
hebeiensis Bacter 
Streptomycetaceae; Streptomyces. 

477522 Bacteria_16S 405940 405883 29 
strain XILO8 16S ribosomal RNA, 


396638 396581 29 


complete sequence 
Actinomycetales; Micrococcineae; Micr 


86 


86 


86 


complete sequence 


gi 


in XIL11 16S ribosomal RNA, complete s 
eria; Actinobacteria; Actinobacteridae 


gi 


YIM 001 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 


gi 


376697 378215 Agromyces 


obacteriac 
265678790 
equence 
Actinomy 


, 


265678786 
quence 
Actinomyce 


ulmi Bacter 
eae; Agromyces. 
ref|NR_029095.1 

396579 398094 
cetales; Microco 


ref|NR_029091.1 
402781 404300 
tales; Streptomy 


265678784 


ia; Actinobacteria; 


Cellulomonas 
Cellulomonas 
ccineae; 


Streptomyces 
Streptomyces 
cineae; 


ref|NR_029089.1 


Xylanibacterium ulmi 


405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 


477522 Bacteria_16S 435399 435342 29 86 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

477522 Bacteria_16S 443063 443006 29 86 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
477522 Bacteria_16S 464470 464421 29 78 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

477522 Bacteria_16S 478133 478076 29 86 gi| 265678732 |ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

477522 Bacteria_16S 479682 479625 29 86 gi|265678731|ref|NR_029036.1| Mycobacterium 


boenickei strain 


W5998 16S ribosomal RNA, partial seque 


nce 47962 


3 481120 Mycoba 


cterium boenickei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

477522 Bacteria_16S 537912 537855 29 86 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

477522 Bacteria_16S 572947 572890 29 86 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

477522 Bacteria_16S 583475 583426 23 72 gi|265678663|ref|NR_028968.1| Paracoccus 
seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 583422 584837 Paracoccus 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

477522 Bacteria_16S 602961 602908 30 83 gi|265678649|ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 


Aquificae; Aquificales; 
477522 Bacteria_16S 


Desulfurobacteriaceae; Thermovibrio. 

698650 698585 18 83 gi| 265678583 
strain 6111 16S ribosomal RNA, partial sequence 698584 69993 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
477522 Bacteria_16S 716495 716438 29 86 gi| 265678570 
strain B43 16S ribosomal RNA, partial sequence 716437 71796 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
477522 Bacteria_16S 718081 718020 26 87 gi| 265678569 
marismortui strain 123 16S ribosomal RNA, complete sequence 71801 


ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 
Thiocystis. 
ref|NR_028875.1 
8 Enterobacter pyrinus Bacteria; 
teriaceae; Enterobacter. 

ref |NR_028873.1| Virgibacillus 

9 719581 Virgibacillus marismortui 


Enterobacter pyrinus 


Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 
477522 Bacteria_16S 722721 722664 30 87 gi|265678566|ref|NR_028870.1| Photorhabdus 
luminescens subsp. laumondii strain TTO1 16S ribosomal RNA, partial sequence 722663 724202 


Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


’ 


477522 Bacteria_16S 734852 734795 29 86 gi| 265678558 |ref|NR_028862.1| Allisonella 
histaminiformans strain MR2 16S ribosomal RNA, partial sequence 734793 736329 Allisonella 
histaminiformans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Allisonella. 
477522 Bacteria_16S 761320 761259 25 86 gi| 265678538 |ref|NR_028842.1| Paenibacillus 
nematophilus strain NEMla 16S ribosomal RNA, partial sequence 761257 762788 Paenibacillus 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

477522 Bacteria_16S 781417 781360 29 86 gi| 265678524 |ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

477522 Bacteria_16S 785986 785929 29 86 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

477522 Bacteria_16S 833504 833447 29 86 gi|265678490|ref|NR_028793.1| Zymomonas mobilis 
subsp. pomaceae strain Barker I 16S ribosomal RNA, partial sequence 833445 834896 Zymomonas mobilis 


subsp. pomaceae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Zymomonas. 

477522 Bacteria_16S 835006 834949 29 86 gi| 265678489 |ref|NR_028792.1| Zymomonas mobilis 
subsp. mobilis strain ATCC 10988 16S ribosomal RNA, partial sequence 834947 836398 Zymomonas 
mobilis subsp. mobilis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Zymomonas. 

477522 Bacteria_16S 857610 857529 2 83 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 


mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


477522 Bacteria_16S 


strain VKM Ac-1799 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Rathayibacter. 
477522 Bacteria_16S 
strain E6844 16S 
Firmicutes; 
477522 Bacteria_16S 


VKM Ac-1401 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


477522 Bacteria_16S 


nubinhibens strain ISM 16S ribosomal RNA, partial seque 


Bacteria; 
477522 Bacteria_16S 


477522 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
477522 Bacteria_16S 
strain BT-H1 16S 
Firmicutes; 
477522 Bacteria_16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
930946 930885 25 86 gi|265678424|ref|NR_028726.1 
algidixylanolyticum strain SPL73 16S ribosomal RNA, partial sequence 930884 
algidixylanolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiace 
932494 932437 29 86 gi| 265678423 |ref|NR_028725.1 
HO 66 16S ribosomal RNA, complete sequence 932436 934005 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillu 
938697 938640 29 86 gi|265678419|ref|NR_028721.1 

ribosomal RNA, complete sequence 938639 94015 

Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

1109316 1109259 29 86 gi|265678302|ref|NR_028604.1 
0188 16S ribosomal RNA, partial sequence 1109258 111072 


aerofaciens strain JCM 1 
aerofaciens Bacteria; Actinobacteria; 
Collinsella. 


Coriobacteriaceae; 
477522 Bacteria_16S 
strain I-132 16S 


477522 Bacteria_16S 
strain I-273 16S 


477522 Bacteria_16S 


phragmitetus strain C6-19 16S ribosomal RNA, partial se 


Lactobacillales; 


ribosomal RNA, 
Actinobacteria; Actinoba 


ribosomal RNA, 
Actinobacteria; Actinoba 


884765 884708 29 


896915 896858 29 


ribosomal RNA, partial sequence 
Enterococcaceae; 


910861 910804 29 


927953 927904 26 


1113899 1113842 29 


1115423 1115366 29 


1142662 1142609 29 


Coriobacteridae; 
partial sequence 
cteridae; Actinomycetales; 


partial sequence 
cteridae; Actinomycetales; 


86 gi 


ales; Micrococcineae; Micr 
86 gi| 265678446 |ref|NR_028748.1 
896853 898376 Enterococcus 
Enterococcus. 
86 gi| 265678437 |ref|NR_028739.1 


75 gi 


86 gi 
Kine 
86 gi 
Kine 


82 gi 


910794 91228 


OSs 


Os 


265678454 


nce 


Coriobacteriales; 


265678299 
1113840 11153 


265678298 
1115364 11168 


253680761 
quence 


ref|NR_028756.1 


Rathayibacter caricis 


884701 886196 Rathayibacter caricis 


Microbacteriac 
NR_028728.1 


ref 


Coriobac 


ref|NR_028600.1 
poriineae; Kineosporiace 
ref|NR_028599.1 


poriineae; Kineosporiace 
ref|NR_028009.1 
142608 114408 


R 


obacteriaceae; 


Enterococcus avium 


avium Bacteria; 


Leifsonia poae strain 


1 Leifsonia poae Bacteria; 
ococcineae; 
265678426 
927903 929320 Roseovarius nubinhibens 


eae; Leifsonia. 
Roseovarius 


Roseovarius. 
Clostridium 
932385 Clostridium 
ae; Clostridium. 
Lactobacillus 
Lactobacillus 


n 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Collinsella 
0 Collinsella 
terineae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Pannonibacter 
2 Pannonibacter 


phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pannonibacter. 
477522 Bacteria_16S 1204729 1204672 29 86 gi|228715355|ref|NR_027527.1| Collinsella stercoris 
DSM 13279 16S ribosomal RNA, partial sequence 1204671 1206128 Collinsella stercoris DSM 13279 
Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 
477522 Bacteria_16S 1293525 1293464 25 86 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 
477522 Bacteria_16S 1317820 1317759 25 86 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
477522 Bacteria_16S 1320904 1320843 25 86 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 
477522 Bacteria_16S 1368043 1367978 21 86 gi|228718692|ref|NR_027575.1| Desulfovibrio 
magneticus strain RS-1 16S ribosomal RNA, complete sequence 1367977 1369516 Desulfovibrio magneticus RS-1 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
477522 Bacteria_16S 1513186 1513129 26 83 gi|219878119|ref|NR_025258.1| Bacillus odysseyi 


strain 34hsl1 16S 
Firmicutes; 
477522 Bacteria_16S 
strain 16351 16S 
Firmicutes; 
477522 Bacteria_16S 


strain 95Al1 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pa 


477522 Bacteria_16S 


477522 Bacteria_16S 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


477522 Bacteria_16S 


strandjordii strain ATCC BAA-173 16S ribosomal RNA, 


Bacillales; 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
1669697 1669640 29 


ribosomal RNA, partial sequence 
Clostridia; 


Clostridiales; 
1961712 1961655 29 


2164272 2164215 29 


2232480 2232423 29 


2305575 2305518 29 


complete sequence 


86 gi 


86 gi 
86 gi 


86 gi 


1513128 15146 


cl 


st 


ne 


ne 


86 gi 


219878428 
1669639 16711 
Clostridiaceae; 
219878220 
1961654 19631 


219857625 
strain ATCC 927 16S ribosomal RNA, partial sequence 2164214 2165735 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
219857577 


ref|NR_025567.1 
ostridium. 

ref |NR_025359.1 
eurellaceae; 
ref|NR_025214.1 
bacterineae; Mycobacteri 
ref|NR_025165.1 
2232422 2233905 Gordon 
bacterineae; Gordoniacea 


43 Bacillus odysseyi Bacteria; 


Clostridium bolteae 


36 Clostridium bolteae Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 
Pasteurella. 


Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 


219857525 
complete sequence 


ref|NR_025113.1 
230551 


Tsukamurella 
7 2307028 Tsukamurella 


strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Tsukamurellaceae; 


Tsukamurella. 


477522 Bacteria_16S 


strain SCH-89 16S 
Proteobacteria; A 


477522 Bacteria_16S 


carbonis strain J 
Bacteria; Actinob 
Streptacidiphilus 


477522 Bacteria_16S 


strain CIP 105469 
Bacteria; Proteob 


477522 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


477522 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


477522 Bacteria_16S 


strain CFML 96-19 
Proteobacteria; G 


477522 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


477522 Bacteria_16S 


strain CFML 96-17 
Bacteria; Proteob 


477522 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


477522 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


477522 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


477522 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


477522 Bacteria_16S 


strain IAM 14848 
Actinobacteria; A 


477522 Bacteria_16S 


strain IFO 15616 
Actinobacteria; A 


477522 Bacteria_16S 


strain SJS0289-JS 
Actinobacteria; A 


477522 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


477522 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


477522 Bacteria_16S 


delphini strain A 
delphini Bacteria 


477522 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


477522 Bacteria_16S 
arlettae strain ATCC 43957 16S ribosomal RNA, partial s 


arlettae Bacteria 


477522 Bacteria_16S 


strain IFO 13613 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
477522 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
477522 Bacteria_16S 


intermedius strai 
Bacteria; Proteob 


2535892 2535835 29 86 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2553471 2553414 29 86 gi 
L 415 16S ribosomal RNA, complete sequ 
acteria; Actinobacteridae; Actinomycet 


gi 
YP 


en 
al 
2555028 2554975 26 79 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2556594 2556541 26 79 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2570353 2570300 26 79 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2579474 2579421 26 79 gi 
8 16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2581040 2580987 26 79 gi 
16S ribosomal RNA, complete sequence 

acteria; Gammaproteobacteria; Pseudomo 
2584179 2584126 26 79 gi 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
2595015 2594962 26 79 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; P 
2596583 2596530 26 79 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2633404 2633348 26 82 gi 
train MAE2 16S ribosomal RNA, partial 

acteria; Firmicutes; Bacillales; Plano 
2755044 2754991 26 79 gi 
ToBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2899582 2899525 29 86 gi 


na 


se 


se 


se 


na 


na 


se 


na 


se 
co 


ne 


er 


ctinobacteridae; Actinomycetales; Micr 
2902655 2902598 29 86 gi 


oc 


ctinobacteridae; Actinomycetales; Micr 
2905724 2905667 29 86 gi 
1 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
2910347 2910286 25 86 gi 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2911889 2911828 25 86 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2913433 2913372 25 86 gi 
TCC 49171 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Staphylococc 
2914976 2914915 25 86 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2916518 2916457 25 86 


oc 


ne 


1 
oc 


eq 
us 


, 


gi 
eq 
us 


; Firmicutes; Bacillales; 


2928582 2928529 22 


Staphylococc 
75 gi 


lo 


219857353 
2535834 25371 
homonada 
219857341 
ce 25534 
es; 
219857340 


dales; 
219857339 


udomonad 
219857287 


udomonad 
219857281 
219857280 
219857278 
219857271 
219857270 
219857236 
219857149 
219856856 


16S ribosomal RNA, partial sequence 2899524 29010 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 
219856852 
219856849 
219856848 
219856847 
219856846 


219856845 


219856837 
16S ribosomal RNA, partial sequence 2928528 29299 


Stre 
25549 
P 


25565 


25702 


25794 


udomonad 


25809 
dales; P 


25841 
dales; P 


25949 
udomonad 


25965 
dales; P 


quence 
ccaceae; 


e 27549 
ales; Th 


occineae 


occineae 


29056 
bacterin 


sequence 
cus. 


29118 
uence 


29149 


uence 


cystacea 


2964825 2964772 29 82 
bosomal RNA, partial sequence 
Sphingomonadales; 
3117736 3117681 30 85 gi 
n TF2 16S ribosomal RNA, complete sequ 
acteria; Alphaproteobacteria; Rhodospi 


gi 
Sp 


en 
ri 


477522 Bacteria_16S 


3129733 3129668 21 86 gi 


219856812 
2964771 29662 


219846843 


219846835 


hingomon 


ce 31176 
llales; 


ref|NR_024941.1| Hyphomonas oceanitis 
42 Hyphomonas oceanitis Bacteria; 

ceae; Hyphomonas 
ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


ref |NR_024928.1 
74 2556489 Pseudo 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseudo 
aceae; Pseudomon 
ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024909.1 
25 2585640 Pseudo: 
seudomonadaceae; 
ref|NR_024902.1 
61 2596478 Pseudo 
aceae; Pseudomon 
ref|NR_024901.1 
29 2598044 Pseudo: 
seudomonadaceae; 
ref|NR_024864.1 

2633347 263479 
Planomicrobium. 
ref|NR_024777.1 
90 2756495 Therma 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 
Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 
Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 
Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas orientalis 
monas orientalis 
Pseudomonas. 
Pseudomonas mandelii 
monas mandelii Bacteria; 
as. 
Pseudomonas libanensis 
monas libanensis 
Pseudomonas. 
Planomicrobium 
1 Planomicrobium 


Thermanaeromonas 
naeromonas toyohensis 
ermoanaerobacteraceae; Thermanaeromonas. 
ref|NR_024675.1| Zimmermannella bifida 
10 Zimmermannella bifida Bacteria; 
; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024673.1| Zimmermannella alba 
77 Zimmermannella alba Bacteria; 
; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024671.1| Williamsia maris 
66 2907143 Williamsia maris Bacteria; 
eae; Williamsiaceae; Williamsia. 
ref|NR_024668.1| Staphylococcus 
2910285 2911776 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


ref |NR_024667.1 
27 2913320 Staphy 


ref 
2913371 29148 


NR_024666.1 
6 


Staphylococcus 
3 Staphylococcus 


ref|NR_024665.1| Staphylococcus caprae 
14 2916405 Staphylococcus caprae 
ref|NR_024664.1| Staphylococcus 


2916456 2917949 Staphylococcus 


ref|NR_024656.1| Terasakiella pusilla 
56 Terasakiella pusilla Bacteria; 


salinarius strain SG3903 16S ribosomal RNA, partial sequence 


salinarius Bacter 


ia; Firmicutes; Clostridia; Halanaerobia 


les; Hal 


e; Terasakiella. 

ref|NR_024631.1| Sphingopyxis chilensis 

22 Sphingopyxis chilensis Bacteria; 

adaceae; Sphingopyxis. 

ref|NR_026435.1] Gluconacetobacter 

80 3119160 Gluconacetobacter intermedius 

Acetobacteraceae; Gluconacetobacter. 

ref|NR_026427.1| Halanaerobacter 
3129667 3131049 Halanaerobacter 

obacteroidaceae; Halanaerobacter. 


477522 Bacteria_16S 
griseocarneus str 
griseocarneus Bac 
Streptomycetaceae; 
477522 Bacteria_16S 
subrutilus strain 
subrutilus Bacter 
Streptomycetaceae; 
477522 Bacteria_16S 
strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 
477522 Bacteria_16S 
strain DSM 40089 


477522 Bacteria_16S 


Streptomycetaceae; 
477522 Bacteria_16S 


16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 


3235864 3235807 29 


3447495 3447438 29 


3449061 3449004 29 


3484041 3483984 29 


3485608 3485551 29 


3490234 3490177 29 


86 
ain DSM 40004 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

86 
DSM 40445 16S ribosomal RNA, 
ia; Actinobacteria; Actinobacteridae; 

Streptomyces. 
86 
complete sequence 


86 


86 


gi 


complete 


gi 


gi 


gi 


gi 


mashuensis strain DSM 40221 16S ribosomal RNA, partial 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
477522 Bacteria_16S 
stercorarium subsp. 
Clostridiaceae; C 
477522 Bacteria_16S 
mediocidica strai 
mediocidica Bacte 
Streptomycetaceae 


v 
477522 Bacteria_16S 
strain OS-3256 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


477522 Bacteria_16S 


AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 
477522 Bacteria_16S 
lacurosei strain 
Bacteria; Firmicutes; 


Streptomyces. 


3581370 3581317 29 


lostridium. 


82 
thermolacticum strain TX41 16S ribo 


gi 


gi 
compl 


Stre 


et 
e; 


e seque 


s 
Ac 


equence 
tinomyc 


3449 


ales; 


ptomycine 
s 


equence 


se 
Ac 


quence 


somal RNA 


219846763 
Actinomycet 


219846611 


219846610 
Stre 


219846586 
16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
86 

bikiniensis strain DSM 40581 16S ribosomal RNA, partial 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


219846585 
Actinomyc 
219846582 
tinomyce 


219846521 


ref|NR_026355.1 
ce 3235806 32373 
ales; 


n 


ref|NR_026203.1 

3447437 34489 
etales; 
ref|NR_026202.1 
0 


ptomycineae; St 


ref |NR_026178.1 


ae; S 
ref|NR_026177.1 


etales; 
ref|NR_026174.1 
3490176 34916 
tales; 


ref|NR_026113.1 


’ 


2 
Strept 


5 
Streptomycineae; 


3485550 348706 


9 
Streptomycineae; 


partial sequenc 


Streptomyces 
0 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 


Streptomyces caelestis 


03 3450520 Streptomyces caelestis 
r 


eptomycetaceae; 


Streptomyces galbus 


99 Streptomyces galbus Bacteria; 
treptomyceta 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Streptomyces 
3 Streptomyces 


Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
3642239 3642182 29 86 gi|219846477|ref|NR_026069.1| Kitasatospora 
n IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Kitasatospora. 
3643771 3643714 29 86 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Streptomycineae; Streptomycetaceae; Kitasatospora. 
3788116 3788063 29 82 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 
3841181 3841124 29 86 gi|219846334|ref|NR_025924.1| Halanaerobium 
H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
4076132 4076075 29 86 gi|219846168|ref|NR_025758.1| Mahella australiensis 


477522 Bacteria_16S 
strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 

477522 Bacteria_16S 


strain GB8-1 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 
477522 Bacteria_16S 4204136 4204079 29 86 gi|219846072|ref|NR_025662.1 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 420556 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

477522 Bacteria_16S 4211703 4211642 26 87 gi| 219846067 |ref|NR_025657.1 
strain N-3 16S ribosomal RNA, complete sequence 4211641 42131 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

477522 Bacteria_16S 71233 71177 26 82 gi|265679016|ref|NR_029324.1 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
Pseudonocardiaceae; Pseudonocardia. 

477522 Bacteria_16S 93708 93646 24 86 gi|265679000|ref|NR_029308.1 
strain KPA 16S ribosomal RNA, complete sequence 93645 95214 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

477522 Bacteria_16S 124402 124350 22 74 gi| 265678979 |ref|NR_029287.1 
moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 
moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 
477522 Bacteria_16S 136552 136496 29 85 gi|265678971|ref|NR_029279.1 
strain 27 16S ribosomal RNA, partial sequence 136495 13800 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
477522 Bacteria_16S 139639 139583 29 85 gi| 265678969 |ref|NR_029277.1 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacterac 
477522 Bacteria_16S 144139 144083 29 85 gi|265678966|ref|NR_029274.1 


strain 55134 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ridia; 


Thermoanaerobacterales; 


4085382 4085325 29 86 


Thermoa 


gi 


6S ribosomal RNA, partial sequence 4076074 40776 
erobacte 


na 


219846162 


4085324 40868 


rales Family IV 


ref|NR_025752.1 


04 Mahella australiensis Bacteria; 


Incertae Sedis; 


Syntrophomonas curvata 


82 Syntrophomonas curvata Bacteria; 


Streptomyces 
5 Streptomyces 


Streptomycineae; 


Geobacillus lituanicus 


63 Geobacillus lituanicus Bacteria; 


Pseudonocardia 
Pseudonocardia 
nocardineae; 


Lactobacillus lindneri 
lindneri Bacteria; 


Nitrospira 
Nitrospira 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


eae; Oerskovia. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 


Jonesiaceae; 


Jonesia denitrificans 


144082 145595 Jonesia denitrificans Bacteria; 


Micrococcineae; Jonesia. 


477522 Bacteria_16S 213086 213026 26 86 gi|265678920|ref|NR_029228.1| Marinomonas vaga 
strain 40 16S ribosomal RNA, partial sequence 213019 214484 Marinomonas vaga Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

477522 Bacteria_16S 222216 222156 26 86 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
strain 40 16S ribosomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

477522 Bacteria_16S 226698 226638 29 89 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

477522 Bacteria_16S 229712 229652 29 89 gi|265678909|ref|NR_029217.1| Mycobacterium aurum 
strain 358 16S ribosomal RNA, partial sequence 229646 231103 Mycobacterium aurum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
477522 Bacteria_16S 270728 270672 29 85 gi| 265678879 |ref|NR_029185.1| Clostridium 
proteoclasticum strain B316 16S ribosomal RNA, complete sequence 270671 272189 Clostridium 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

477522 Bacteria_16S 375163 375103 26 86 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

477522 Bacteria_16S 388954 388898 29 85 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

477522 Bacteria_16S 413781 413725 25 81 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
kalixensis strain Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
kalixensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

477522 Bacteria_16S 438535 438479 26 82 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

477522 Bacteria_16S 490565 490505 26 86 gi|265678724|ref|NR_029029.1| Halomonas organivorans 
strain G-16.1 16S ribosomal RNA, partial sequence 490502 491973 Halomonas organivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

477522 Bacteria_16S 510440 510384 30 86 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

477522 Bacteria_16S 525664 525604 26 86 gi|265678701|ref|NR_029006.1| Anoxybacillus 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

477522 Bacteria_16S 559345 559289 30 86 gi|265678679|ref|NR_028984.1| Roseomonas rosea 
strain 173-96 16S ribosomal RNA, partial sequence 559287 560771 Roseomonas rosea Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

477522 Bacteria_16S 560880 560824 30 86 gi|265678678|ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

477522 Bacteria_16S 612191 612131 26 86 gi| 265678643 |ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

477522 Bacteria_16S 645841 645785 29 85 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
477522 Bacteria_16S 647368 647312 29 85 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

477522 Bacteria_16S 708745 708685 26 86 gi| 265678576 |ref|NR_028881.1| Aliivibrio wodanis 
strain NVI 88/441 16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

477522 Bacteria_16S 714978 714922 26 82 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

477522 Bacteria_16S 755319 755263 29 85 gi|265678542|ref|NR_028846.1| Agromyces albus strain 


VKM Ac-1800 16S r 


477522 Bacteria_16S 
subterraneus stra 
subterraneus Bact 
Thermaerobacter. 

477522 Bacteria_16S 
strain IEGM 16S r 


477522 Bacteria_16S 
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Actinobacteria; Actinobacteridae; Actinomycetales; 


eria; 


801349 801 


in C21 16S ribosomal RNA, 
Firmicutes; 


917096 917 


918659 918 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


755262 75674 


7 Agromyces albus Bacteria; 


ococcineae; Microbacteriaceae; Agromyces. 
289 26 86 gi|265678511|ref|NR_028814.1| Thermaerobacter 
complete sequence 801287 802838 Thermaerobacter 
Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
040 29 85 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
917039 918551 Gordonia amicalis Bacteria; 
Corynebacterineae; Gordoniaceae; Gordonia. 
603 29 85 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 


918602 920113 Gordonia desulfuricans Bacteria; 
Corynebacterineae; Gordoniaceae; Gordonia. 
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G 
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eria; Proteobacteria; Alphaproteobacte 
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1439291 1439231 26 86 
ribosomal RNA, partial sequence 
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1531420 1531360 26 86 gi 
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teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 
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n LM 157 16S ribosomal RNA, partial se 
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ammaproteobacteria; Xanthomonadales; xX 
2149222 2149166 30 86 gi 


gi 


ctinobacteridae; Actinomycetales; Pseu 
2461793 2461741 26 78 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2551910 2551854 29 85 gi 
3 16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
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2576620 2576564 29 85 
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477522 Bacteria_16S 
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gi 


oritellace 


Rhizob 


983266 983202 26 90 gi|265678388|ref|NR_028690.1| Treponema socranskii 
strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1030694 1030634 26 86 gi| 265678357 |ref|NR_028659.1| Micromonospora 

n TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Micromonospora. 
1110832 1110772 26 86 gi|265678301|ref|NR_028602.1| Moritella yayanosii 


56 Moritella yayanosii Bacteria; 
ae; Moritella. 
ref |NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 
1239445 124091 
iales; Phyllobacteriaceae; Aminobacter. 
ref|NR_026371.1| Kribbella koreensis 
72 Kribbella koreensis Bacteria; 
ineae; Nocardioidaceae; Kribbella. 
ref|NR_026051.1| Caldicellulosiruptor 
55 Caldicellulosiruptor owensensis OL 
naerobacterales Family III. Incertae 


Aminobacter 
4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 
4 Aminobacter 


ref|NR_027540.1| Tropheryma whipplei 
07 Tropheryma whipplei str. Twist 
ococcineae; Tropheryma. 
ref|NR_027617.1| Thermosipho 

1331586 1333097 Thermosipho 
ogaceae; Thermosipho. 

ref|NR_027584.1| Acidimicrobium 

61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 


, 


Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 

Lysobacter 
1 Lysobacter 
homonadaceae; 


ref 
ibul 


NR_027563.1 
bus indolife 
aceae; Oceanibul 
ref|NR_027221.1 

1428427 142992 
omonadales; Xant 


ref|NR_027210.1| Lentzea violacea 

37 Lentzea violacea Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref|NR_025015.1| Micromonospora 

nce 1531359 1532864 Micromonospora 

ycetales; Micromonosporineae; 

ref |NR_025384.1 
1923611 192512 

etales; Pseudono 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


ref|NR_025367.1 
1949601 195111 
cetales; Pseudon 


ref|NR_025304.1| Luteimonas mephitis 
53 2045572 Luteimonas mephitis Bacteria; 
aceae; Luteimonas. 

ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 

eae; Pseudonocardiaceae; Prauserella. 
ref|NR_024996.1| Raoultella planticola 
40 2463175 Raoultella planticola 
Enterobacteriaceae; Raoultella. 
ref|NR_024930.1| Streptacidiphilus 

53 2553362 Streptacidiphilus albus 
ptomycineae; Streptomycetaceae; 


ref Cellulomonas iranensis 


NR_024914.1 


strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 


477522 Bacteria_16S 2578048 2577992 29 85 gi| 219857282 |ref|NR_024913.1| Cellulomonas persica 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
477522 Bacteria_16S 2587332 2587276 29 85 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

477522 Bacteria_16S 2598147 2598096 29 80 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 
strain SMCC W459 16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

477522 Bacteria_16S 2855038 2854986 29 81 gi| 219856887 |ref|NR_024706.1| Pseudomonas flectens 
strain ATCC 12775 16S ribosomal RNA, partial sequence 2854985 2856506 Pseudomonas flectens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 

477522 Bacteria_16S 2865842 2865790 26 78 gi|219856880|ref|NR_024699.1| Marinobacterium 
stanieri strain ATCC 27130 16S ribosomal RNA, partial sequence 2865789 2867305 Marinobacterium 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

477522 Bacteria_16S 3028636 3028584 24 76 gi|219846904|ref|NR_026496.1| Anaerobacter 
polyendosporus strain PS-1 16S ribosomal RNA, partial sequence 3028583 3030038 Anaerobacter 
polyendosporus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anaerobacter. 

477522 Bacteria_16S 3096725 3096669 29 85 gi| 219846857 |ref|NR_026449.1| Corynebacterium 
confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 3096668 3098071 Corynebacterium 
confusum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

477522 Bacteria_16S 3488710 3488654 29 85 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

477522 Bacteria_16S 3615126 3615066 29 89 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
477522 Bacteria_16S 3675774 3675718 29 85 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

477522 Bacteria_16S 3899407 3899351 29 85 gi|219846295|ref|NR_025885.1| Roseibium denhamense 
strain OCh 254 16S ribosomal RNA, partial sequence 3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 

477522 Bacteria_16S 3951904 3951844 26 86 gi| 219846257 |ref|NR_025847.1| Moritella japonica 
strain DSK1 16S ribosomal RNA, partial sequence 3951843 3953348 Moritella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

477522 Bacteria_16S 4026240 4026184 30 86 gi|219846205|ref|NR_025795.1| Desulfatibacillum 
alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 4026183 4027706 Desulfatibacillum 
alkenivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfatibacillum. 

477522 Bacteria_16S 4120012 4119952 29 89 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; Brevibacterium. 
477522 Bacteria_16S 4240519 4240471 26 74 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
477522 Bacteria_16S 6101 6043 26 85 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

477522 Bacteria_16S 163924 163867 29 86 gi|265678953|ref|NR_029261.1| Lactobacillus 
sanfranciscensis strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
sanfranciscensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

477522 Bacteria_16S 565438 565379 26 85 gi|265678675|ref|NR_028980.1| Chryseobacterium 
daecheongense strain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
daecheongense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 
Chryseobacterium. 

477522 Bacteria_16S 593998 593944 24 79 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 

477522 Bacteria_16S 687960 687909 29 80 gi|265678590|ref|NR_028895.1| Desulfobacterium 
catecholicum strain NZva20 16S ribosomal RNA, partial sequence 687908 689408 Desulfobacterium 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae. 

477522 Bacteria_16S 830381 830326 29 84 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

477522 Bacteria_16S 886303 886248 29 84 gi|265678453|ref|NR_028755.1| Agreia bicolorata 


strain VKM Ac-1804 16S ribosomal RNA, partial sequence 


886247 887732 Agreia bicolorata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 
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eltaproteobacteria; 
2526731 2526674 29 


gi 


86 gi 


tes; Clostridia; Clostridiales; 
2568832 2568769 23 86 gi 
ain SPL77A 16S ribosomal RNA, partial 
teria; Firmicutes; Clostridia; 
2856609 2856558 29 80 gi 
16S ribosomal RNA, partial sequence 
2870533 2870478 26 81 gi 
lales; Bacillaceae; Bacillus. 


3003053 3002998 30 85 gi 


3012001 3011946 26 81 gi 
ria; Actinobacteria; Actinobacteridae; 
Marmoricola. 

3237429 3237372 29 86 gi 
PerGlyS 16S ribosomal RNA, complete s 
ia; Proteobacteria; 


3417948 3417893 30 85 


gi 


3554241 3554186 30 85 gi 
in IFO 12388 16S ribosomal RNA, partia 
eria; Proteobacteria; Alphaproteobacte 


3569369 3569314 30 85 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

3573919 3573864 30 


85 gi 


n NRRL B-24048 16S ribosomal RNA, part 


NRRL B-24047 16S ribosomal RNA, parti 


ain HKU8 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 


in S1 16S ribosomal RNA, partial seque 
Peptoc 


Clostri 


acteria; Gammaproteobacteria; Xanthomo 


n BC361 16S ribosomal RNA, partial seq 


Deltaproteobacteri 


228720470 


somal RNA, partial sequence 1165300 1166687 Clost 
pelotrichi; Erysipelotrichales; Erysip 


elotrichac 

219857375 
ia 
Actinomyc 
219857374 


al sequenc 
Actinomyce 


219857611 
quence 


e; 


219857512 
ribosomal 


219857401 


2472404 24737 
Syntrophobacterale 


s; Syntrop 
219857359 
nce 25266 
occaceae; 
219857288 
sequence 
diales; Cl 
219856886 
28565 
nadales; X 
219856877 


6S ribosomal RNA, partial sequence 2870477 28720 


219846921 
nce 30029 
rillales; 
219846915 
uence 
Actinomyc 


219846762 
equence 
a; Desulfo 


219846632 
quence 
; Rhodospi 


’ 


219846540 
1 sequence 
ria; Rhodo 


219846529 
equence 


rillales; 


219846526 


strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 35753 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


477522 Bacteria_16S 


pasteurianus stra 
pasteurianus Bact 
Acetobacter. 


477522 Bacteria_16S 


bohemicum strain 


bohemicum Bacteria; Actinobacteria; Actinobacteridae; Act 


Mycobacteriaceae; 


477522 Bacteria_16S 


strain PS-1 16S r 


3590726 3590671 30 85 gi 
in LMD 22.1 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


3663633 3663578 29 84 gi 
DSM 44277 16S ribosomal RNA, partial s 


Mycobacterium. 
3797173 3797118 29 84 
ibosomal RNA, partial sequence 


gi 


Acetobacte 
219846515 
sequence 
ria; Rhodo 


219846462 
equence 
inomycet 


219846364 


1 sequen 


ref 


eae. 
ref 


ref 


ref 


is} 


ref 
RNA, 


ref 


ref 


ref 


ref 
anth 
ref 
ref 


Acet 
ref 


etal 
ref 
bact 
ref 


rill 


Acet 
ref 


race 
ref 


spir 


ref 


ref 


ridi 


etal 


e 1542095 15436 
tale 


182453 21838 
Actinomycet 


Desu 


57 2858059 Pseud 


97 3004478 Gluco 


3011945 30134 


3237371 32389 


3417892 34193 


38 Gluconobacter 


3590670 35921 


3663577 36650 
ales; 


NR_027592.1 


NR_024963.1 


ce 1540535 154204 
Pseudono 


es; 


NR_024962.1 
0 
s; Pseudonoc 
NR_025200.1 
7 
ales; Actin 
NR_025100.1 
partial se 


NR_024989.1 


ae; Smithell 
NR_024947.1 


73 2528174 Desulf 
lfotomaculum. 


NR_024919.1 


2568768 257024 
ostr 


idiaceae; Cl 
NR_024705.1 
fo) 


omonadaceae; 
NR_024696.1 


NR_026513.1 
n 
obacteraceae 
NR_026507.1 
4 
es; Propioni 
NR_026354.1 
1 
erales; Desu 
NR_026224.1 
6 
b 


ales; Aceto 


obacter 
NR_026118.1 


ae; Gluconob 
NR_026107.1 
4 
e 


illales; Ac 


NR_026054.1 
9 
t 


; Corynebac 


fo} 


q 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridium spiroforme 


um spiroforme DSM 1552 Bacteria; 


Actinokineospora 
4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Actinomyces 
7 Actinomyces 
mycineae; 
Clostridium 


uence 2325260 2326777 


Smithella propionica 


74 Smithella propionica Bacteria; 
hace 


a. 
Desulfotomaculum 
otomaculum alkaliphilum 


Clostridium 
8 Clostridium 
ostridium. 
Pseudomonas cissicola 
monas cissicola 
Xanthomonas. 

Bacillus vallismortis 


06 Bacillus vallismortis Bacteria; 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Marmoricola 

1 Marmoricola 
bacterineae; 


v 


Desulfofustis 
7 Desulfofustis 
lfobulbaceae; 


Gluconobacter 
7 Gluconobacter 
acteraceae; 


Gluconacetobacter 
7 Gluconacetobacter 
tobacteraceae; 


Acetobacter aceti 

2 Acetobacter aceti 

; Acetobacter; 
Gluconobacter oxydans 
oxydans Bacteria; 

acter. 

Acetobacter 

8 Acetobacter 

tobacteraceae; 


Mycobacterium 
2 Mycobacterium 
erineae; 


NR_025955.1 


Cycloclasticus pugetii 


3797117 3798610 Cycloclasticus pugetii Bacteria; 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Cycloclasticus. 


477522 Bacteria_16S 


strain F9251 16S 
Proteobacteria; A 


477522 Bacteria_16S 


strain KMM 3554 1 
Proteobacteria; A 


477522 Bacteria_16S 


strain U 5/41 16S 
Proteobacteria; G 


477522 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


477522 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


477522 Bacteria_16S 


strain HQgoel 16S 
Proteobacteria; D 


477522 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


477522 Bacteria_16S 


strain ST26 16S r 
Actinobacteria; A 


477522 Bacteria_16S 


strain 113-1 16S 
Firmicutes; Erysi 


477522 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


477522 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Pseudovibrio. 


477522 Bacteria_16S 


subsp. rosea stra 
subsp. rosea Bact 
Roseomonas. 


477522 Bacteria_16S 


strain QH3A7 16S 
Actinobacteria; A 


477522 Bacteria_16S 


luminescens subsp 


3893269 3893218 26 77 
ribosomal RNA, partial sequence 


gi 


ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Micr 
516467 516417 26 76 gi 
thracensis strain 39-8 16S ribosomal 


219846299 


3893217 38946 


488917 49045 


ococcineae 
265678707 
RNA, comp 


ref|NR_025889.1 


7 JO 
ref 
lete 


nesiaceae; J 
NR_029012.1 
sequence 


Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 


lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

4167697 4167650 23 70 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
6S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

4244990 4244935 29 84 gi|219722938|ref|NR_024570.1| Escherichia coli 

ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 

83126 83070 29 86 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
somal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
ridiales; Ruminococcaceae; Anaerofilum. 

86155 86099 29 86 gi|265679005|ref|NR_029313.1| Anaerofilum 
ain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
teria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

112098 112044 20 74 gi| 265678987 |ref|NR_029295.1| Syntrophus gentianae 

ribosomal RNA, partial sequence 112043 113590 Syntrophus gentianae Bacteria; 
eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

113696 113642 20 74 gi|265678986|ref|NR_029294.1| Syntrophus buswellii 
ibosomal RNA, partial sequence 113641 115189 Syntrophus buswellii Bacteria; 
eltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntrophus. 

138110 138056 29 83 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
ibosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 

185289 185231 29 87 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

326989 326927 28 90 gi| 265678842 |ref|NR_029147.1| Prevotella oulorum 
S ribosomal RNA, partial sequence 326926 328435 Prevotella oulorum Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

370713 370667 29 75 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
ain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

430718 430664 30 84 gi| 265678767 |ref|NR_029072.1| Roseomonas gilardii 
in MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
eria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 

488977 488923 29 83 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 
Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


477522 Bacteria_16S 


luminescens subsp 
luminescens subsp 
Enterobacteriacea 


477522 Bacteria_16S 


strain Iso-46 16S 
Proteobacteria; G 


477522 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


477522 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


477522 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain OS Hl 16S 
Firmicutes; Clost 


477522 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


477522 Bacteria_16S 
Sapovorans strain OM 16S ribosomal RNA, complete sequence 


Bacteria; Firmicu 


; Enterobacteriaceae; Photorhabdus. 


518033 517983 26 76 gi 
- kayaii strain 1121 16S ribosomal RNA 


Photorhabdus. 
586421 586361 26 86 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
731956 731879 8 86 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
772093 772035 29 87 gi 
in PPC79 16S ribosomal RNA, partial se 
eria; Firmicutes; Lactobacillales; Car 
799823 799766 26 83 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
849929 849875 29 83 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Heliobacteriacea 
852889 852835 30 84 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


e; 
gi 


992669 992615 29 83 


265678706 
, complete 


- kayaii Bacteria; Proteobacteria; Gammaproteoba 


265678661 


586359 58785 


oraxellace 
265678560 


731878 733268 Thioc 


apsa. 
265678531 

quence 

nobacteria 
265678512 


799765 80123 


cteriaceae 
265678479 


849874 85135 


e; Heliore 
265678477 
quence 

ria; Desul 


265678382 


gi 


tes; Clostridia; Clostridiales; 


ref 
seq 
cter 


NR_029011.1 
uence 517982 
ia; Enteroba 


ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028864.1 
apsa rosea Bacte 


ref|NR_028835.1 

772034 773579 
ceae; Atopostipe 
ref |NR_028815.1 
7 Ka 
ref 


istella. 
NR_028782.1 


stis. 
ref|NR_028780.1 

852834 854357 
fobacterales; De 


ref 


NR_028684.1 


Syntrophomo 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Psychrobacter faecalis 
faecalis Bacteria; 
re, 

Thiocapsa rosea strain 
ria; Proteobacteria; 


Atopostipes 
Atopostipes 
s. 
Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Syntrophomonas 


992614 994134 Syntrophomonas sapovorans 
Syntrophomonadaceae; 


nas. 


477522 Bacteria_16S 


strain D2-18 16S 
Firmicutes; 


strain I-273 16S 
Firmicutes; 


dysgalactiae subs 


Clost 
477522 Bacteria_16S 


Lacto 
477522 Bacteria_16S 
peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio. 
477522 Bacteria_16S 
p- dysgalactiae strain ATCC 43078 16S 


1103211 1103153 23 


ridia; Clostridiales; 


1116945 1116891 32 


bacillales; 
1171400 1171346 32 


11002 Bacteria; 


1322440 1322386 32 


81 


ribosomal RNA, partial sequence 


86 


ribosomal RNA, partial sequence 
Streptococcaceae; 


86 


Synergistetes; 


86 


gi 
11 


Clostridiales Fa 


11002 16S ribosomal RNA, partial sequ 


265678306 
03152 11046 


ref|NR_028608.1 
21 Mogibacterium 


Mogibacterium pumilum 
pumilum Bacteria; 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


477522 Bacteria_16S 


hamburgensis stra 
Bacteria; 


strain SO2 16S ri 
agarivorans strai 


agarivorans Bacte 
Pseudoalteromonas 


477522 Bacteria_16S 


strain KMM 1376 1 
Proteobacteria; G 


477522 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


halophila strain 
halophila Bacteri 
Pseudonocardiacea 


477522 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


477522 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


477522 Bacteria_16S 
ain MLF1 16S ribosomal RNA, partial se 
Deltaproteobact 


thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 


477522 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


477522 Bacteria_16S 


strain BG29 16S r 
Firmicutes; Clost 


477522 Bacteria_16S 
ain BR4 16S ribosomal RNA, 


sulfidophilum str 
sulfidophilum Bac 


477522 Bacteria_16S 


galactanivorans s 
galactanivorans B 


477522 Bacteria_16S 
W94-11374-1 16S ribosomal RNA, partial 
Lactobacillales; 


didelphis strain 
didelphis Bacteri 


477522 Bacteria_16S 
ain CIN1 16S ribosomal RNA, partial se 
Clostridia; 


cinnamivorans str 
cinnamivorans Bac 


477522 Bacteria_16S 


frigidarium strai 
Bacteria; Bactero 


477522 Bacteria_16S 


strain CCUG 30811 
Bacteria; Proteob 


Proteob 
477522 Bacteria_16S 


Streptococcus. 
1364918 1364868 29 


1486281 1486231 26 


1753506 1753456 26 


ria; Proteobacteria; 


1755061 1755011 26 


1765607 1765553 26 


1885972 1885918 29 


e; Saccharomonospora. 


1993978 1993928 26 
2059560 2059526 21 


ridia; Clostridiales; 
2235544 2235510 21 


teria; Proteobacteria; 


2258400 2258346 32 


bacillales; 
2337208 2337154 29 


ridia; Clostridiales; 
2338757 2338703 29 


teria; Firmicutes; 
2391945 2391887 28 


acteria; Bacteroidetes; 
2416416 2416362 32 


Firmicutes; 
2429920 2429870 29 


a; 
teria; Firmicutes; 
2433007 2432949 28 


idetes; Flavobacteria; 
2445203 2445153 24 


2634895 2634843 29 


79 


76 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
477522 Bacteria_16S 
n KMM 255 16S ribosomal RNA, partial s 
Gammaproteobacter 


76 


76 


80 


83 


76 


55 


55 


86 


83 


ibosomal RNA, partial sequence 


83 


86 


Flavob 


86 


79 


86 


mily XIII. Incertae Sedis; Mogibacterium. 
gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 
1116890 1118282 Streptococcus pyogenes Bacteria; 
Streptococcus. 
gi|228719312|ref|NR_027582.1| Dethiosulfovibrio 
ence 1171345 1172849 Dethiosulfovibrio 
Synergistia; Synergistales; Synergistaceae; 
gi| 228715345 |ref|NR_027517.1| Streptococcus 
ribosomal RNA, partial sequence 1322385 1323890 
gi|228719040|ref|NR_027578.1| Nitrobacter 


in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 


gi 


1486230 14876 


gi 


gi 


6S ribosomal RNA, partial sequence 1755010 17565 
ammaproteobacteria; Oceanospirillales; 


gi 


34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
477522 Bacteria_16S 
DSM 44411 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


gi 


gi 


16S ribosomal RNA, partial sequence 1993927 19954 
ammaproteobacteria; Enterobacteriales; 


gi 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


gi 


gi 


16S ribosomal RNA, partial sequence 
Streptococcaceae; 


Streptoc 
gi 


2337153 23386 
Heliobacteriacea 


gi 


complete se 
Clostridia; 


Clostri 
gi 


train Dsij 16S ribosomal RNA, partial 


acteria; 
gi 


Strept 
gi 


Clostri 
gi 


n A2i 16S ribosomal RNA, partial seque 


Flavobacteriale 


74 


81 


gi 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
477522 Bacteria_16S 


gi 


strain CDC 0876-58 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 


ence 13648 
les; 
219857235 


biaceae; 
219878370 
equence 

ia; Altero 


219878369 


H 
219878360 
ence 17655 
ales; Ecto 
219878274 
equence 

inomycet 


219878199 


Enterobac 
219878150 
20595 
Eubacteriu 
219857575 
quence 
eria; Desu 
219857560 
22583 
occus. 

219857503 


e; Helioba 
219857502 
quence 
diales; He 
219857465 
sequence 
Flavobact 
219857448 
sequence 
ococcaceae 
219857437 
quence 
diales; Ru 
219857432 
nce 24329 
s; Flavoba 
219857422 
24451 
nadales; A 
219857234 


Brady 


R 


alomonad 


67 1366328 Nitrob 
rhizobiaceae; Nitrobacter. 
ref|NR_024863.1| Rhizobium huautlense 
90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_025509.1| Pseudoalteromonas 
1753455 1754959 Pseudoalteromonas 
monadales; Pseudoalteromonadaceae; 


acter hamburgensis X14 


ref|NR_025508.1| Halomonas halocynthiae 
23 Halomonas halocynthiae Bacteria; 
aceae; Halomonas 
ref |NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref |NR_025413.1 
1885917 188742 
ales; Pseudonoca 


Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 

Saccharomonospora 
1 Saccharomonospora 
rdineae; 


’ 


ref |NR_025338.1| Serratia entomophila 

42 Serratia entomophila Bacteria; 

teriaceae; Serratia. 

ref|NR_025289.1| Eubacterium sulci 

20 2060972 Eubacterium sulci Bacteria; 

m. 

ref|NR_025163.1 
2235498 223697 

lfovibrionales; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


ref|NR_025148.1 
45 2259880 Strept 


Streptococcus iniae 
ococcus iniae Bacteria; 


ref|NR_025091.1| Heliobacterium undosum 
51 Heliobacterium undosum Bacteria; 
cterium. 
ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 
ref|NR_025053.1 
2391886 239336 
eriales; Flavoba 
ref|NR_025036.1 
2416361 241786 
; Streptococcus. 
ref|NR_025025.1 
2429869 243135 
minococcaceae; P 
ref|NR_025020.1 
48 2434422 Flavob 
cteriaceae; Flav 
ref|NR_025010.1 
48 2446624 Alishe 
lteromonadaceae; Alishewanella. 


Heliobacterium 

4 Heliobacterium 
Heliobacterium. 
Zobellia 

8 Zobellia 
cteriaceae; Zobellia. 
Streptococcus 

5 Streptococcus 


Papillibacter 

9 Papillibacter 
apillibacter. 
Flavobacterium 
acterium frigidarium 
obacterium. 
Alishewanella fetalis 
wanella fetalis 


26348 


ref|NR_024862.1| Citrobacter werkmanii 
42 2636362 Citrobacter werkmanii 


477522 Bacteria_16S 2641093 2641028 21 86 gi|219857230|ref|NR_024858.1| Desulfocella halophila 
strain GSL-But2 16S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella halophila Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfocella. 

477522 Bacteria_16S 2695061 2695011 30 80 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
477522 Bacteria_16S 2872112 2872058 25 79 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

477522 Bacteria_16S 2873688 2873634 26 80 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

477522 Bacteria_16S 3150742 3150688 1 55 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 
intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

477522 Bacteria_16S 3173616 3173566 26 76 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
477522 Bacteria_16S 3313091 3313037 21 75 gi|219846711|ref|NR_026303.1| Desulfovibrio 
vietnamensis strain G3 100 16S ribosomal RNA, partial sequence 3313036 3314538 Desulfovibrio 
vietnamensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

477522 Bacteria_16S 3323778 3323724 26 80 gi|219846702|ref|NR_026294.1| Dactylosporangium 
vinaceum strain DSM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
vinaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Dactylosporangium. 

477522 Bacteria_16S 3340431 3340377 26 80 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

477522 Bacteria_16S 3345005 3344951 26 80 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

477522 Bacteria_16S 3348057 3348003 26 80 gi| 219846685 |ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

477522 Bacteria_16S 3526517 3526459 27 85 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 3549627 3549573 25 79 gi|219846543|/ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 3873083 3873029 25 79 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
strain ATCC 10379 16S ribosomal RNA, partial sequence 3873028 3874564 Gemella haemolysans ATCC 10379 
Bacteria; Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

477522 Bacteria_16S 4065616 4065582 21 55 gi|219846175|ref|NR_025765.1| Desulfovibrio longus 
strain SEBR 2582 16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio longus Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

477522 Bacteria_16S 4232987 4232933 29 83 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
477522 Bacteria_16S 92107 92052 31 86 gi|265679001|ref|NR_029309.1| Geovibrio 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 Geovibrio 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Geovibrio. 

477522 Bacteria_16S 242182 242125 29 86 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

477522 Bacteria_16S 281317 281284 22 55 gi|265678872|ref|NR_029178.1| Eubacterium infirmum 
strain W 1471 16S ribosomal RNA, partial sequence 281272 282767 Eubacterium infirmum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

477522 Bacteria_16S 302565 302504 29 90 gi| 265678858 |ref|NR_029164.1| Clostridium innocuum 
strain B-3 16S ribosomal RNA, partial sequence 302503 303977 Clostridium innocuum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

477522 Bacteria_16S 360261 360208 29 82 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

477522 Bacteria_16S 419841 419784 29 86 gi|265678774|ref|NR_029079.1| Brevibacterium 
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477522 Bacteria_16S 1203220 1203163 29 86 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

477522 Bacteria_16S 1348502 1348449 29 82 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

477522 Bacteria_16S 1390599 1390542 29 86 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
477522 Bacteria_16S 1422269 1422216 26 79 gi|224581443|ref|NR_027225.1| Psychrobacter 
maritimus strain Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

477522 Bacteria_16S 1426916 1426863 29 82 gi|224581440|ref|NR_027222.1| Streptomyces 
coelescens strain AS 4.1594 16S ribosomal RNA, partial sequence 1426862 1428376 Streptomyces 
coelescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

477522 Bacteria_16S 1446994 1446933 23 84 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

477522 Bacteria_16S 1510314 1510257 29 86 gi|219846273|ref|NR_025863.1| Abiotrophia defectiva 
ATCC 49176 strain GIFU 12707 16S ribosomal RNA, complete sequence 1510256 1511666 Abiotrophia defectiva 
ATCC 49176 Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Abiotrophia. 
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477522 Bacteria_16S 2466439 2466382 29 86 gi|219857405|ref|NR_024993.1| Clostridium fimetarium 
strain Z-2189 16S ribosomal RNA, partial sequence 2466381 2467877 Clostridium fimetarium Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
477522 Bacteria_16S 2467982 2467929 30 83 gi|219857404|ref|NR_024992.1| Thioalkalimicrobium 
aerophilum strain AL3 16S ribosomal RNA, partial sequence 2467928 2469361 Thioalkalimicrobium aerophilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
477522 Bacteria_16S 2523720 2523669 29 80 gi|219857361|ref|NR_024949.1| Desulfotalea arctica 
strain LSv514 16S ribosomal RNA, partial sequence 2523668 2525153 Desulfotalea arctica Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; Desulfotalea. 


477522 Bacteria_16S 2575066 2575009 29 86 gi|219857284|ref|NR_024915.1| Taylorella 
asinigenitalis strain UCD-1 16S ribosomal RNA, partial sequence 2575008 2576512 Taylorella 
asinigenitalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Taylorella. 
477522 Bacteria_16S 2591992 2591939 29 82 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

477522 Bacteria_16S 2599564 2599507 29 86 gi|219857268|ref|NR_024899.1| Mannheimia 


granulomatis strain ATCC 49244 16S ribosomal RNA, partial sequence 2599506 2601009 Mannheimia 
granulomatis Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 


477522 Bacteria_16S 2601118 2601061 29 86 gi|219857267|ref|NR_024898.1| Mannheimia ruminalis 
strain HPA92 16S ribosomal RNA, partial sequence 2601060 2602563 Mannheimia ruminalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

477522 Bacteria_16S 2602672 2602615 29 86 gi|219857266|ref|NR_024897.1| Mannheimia varigena 
strain 177 16S ribosomal RNA, partial sequence 2602614 2604117 Mannheimia varigena Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

477522 Bacteria_16S 2604226 2604169 29 86 gi|219857265|ref|NR_024896.1| Mannheimia glucosida 
strain P925 16S ribosomal RNA, partial sequence 2604168 2605671 Mannheimia glucosida Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Mannheimia. 

477522 Bacteria_16S 2638037 2637980 29 86 gi|219857232|ref|NR_024860.1| Actinobacillus 
succinogenes strain 1302 16S ribosomal RNA, partial sequence 2637974 2639461 Actinobacillus 


succinogenes Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
Actinobacillus. 
477522 Bacteria_16S 2738860 2738811 29 78 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 
477522 Bacteria_16S 2748993 2748936 29 86 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 
477522 Bacteria_16S 2838013 2837960 29 82 gi|219856898|ref|NR_024717.1| Agromyces bracchium 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
477522 Bacteria_16S 2839574 2839521 29 82 gi|219856897|ref|NR_024716.1| Agromyces luteolus 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 


477522 Bacteria_16S 2921117 2921060 29 86 gi|219856842|ref|NR_024661.1| Eubacterium 
ruminantium strain GA195 16S ribosomal RNA, partial sequence 2921059 2922566 Eubacterium 
ruminantium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

477522 Bacteria_16S 3036267 3036218 24 73 gi|219846898|ref|NR_026490.1| Clostridium 


sartagoforme strain DSM 1292 16S ribosomal RNA, partial sequence 3036217 3037686 Clostridium 
sartagoforme Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 3285714 3285673 23 64 gi|219846730|ref|NR_026322.1| Clostridium pascui 
strain DSM 10365 16S ribosomal RNA, partial sequence 3285670 3287140 Clostridium pascui Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
477522 Bacteria_16S 3302520 3302463 29 86 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
Firmicutes; Bacillales; Salinicoccus. 
477522 Bacteria_16S 3322245 3322196 25 74 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 
477522 Bacteria_16S 3381727 3381670 29 86 gi|219846661|ref|NR_026253.1| Methylophaga 
thalassica strain ATCC 33146 16S ribosomal RNA, complete sequence 3381669 3383157 Methylophaga 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; 
Methylophaga. 
477522 Bacteria_16S 3383266 3383209 29 86 gi|219846660|ref|NR_026252.1| Methylophaga marina 
strain ATCC 35842 16S ribosomal RNA, partial sequence 3383208 3384695 Methylophaga marina Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 

477522 Bacteria_16S 3444400 3444351 29 78 gi|219846613|ref|NR_026205.1| Succiniclasticum 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 

477522 Bacteria_16S 3616632 3616572 29 89 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 
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ammaproteobacteria; Pasteurellales; Pasteurellaceae. 
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477522 Bacteria_16S 615260 615212 26 74 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 

strain 289 16S ribosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

477522 Bacteria_16S 675964 675908 30 86 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 

strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 

Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

477522 Bacteria_16S 710301 710241 26 86 gi|265678575|ref|NR_028880.1| Moritella viscosa 

strain NVI 88/478 16S ribosomal RNA, partial sequence 710239 711741 Moritella viscosa Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

477522 Bacteria_16S 721139 721091 26 74 gi| 265678567 |ref|NR_028871.1| Photorhabdus temperata 

strain XINach 16S ribosomal RNA, partial sequence 721087 722612 Photorhabdus temperata Bacteria; 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Photorhabdus. 

477522 Bacteria_16S 775237 775185 32 84 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 

strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

477522 Bacteria_16S 1027675 1027643 28 60 gi|265678359|ref|NR_028661.1| Cellulophaga algicola 

strain IC166 16S ribosomal RNA, partial sequence 1027642 1029054 Cellulophaga algicola Bacteria; 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

477522 Bacteria_16S 1032223 1032167 30 86 gi| 265678356 |ref|NR_028658.1| Lactobacillus 

satsumensis strain NRIC 0604 16S ribosomal RNA, partial sequence 1032165 1033720 Lactobacillus 

satsumensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

477522 Bacteria_16S 1042987 1042935 26 78 gi|265678349|ref|NR_028651.1| Nocardia higoensis 

strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

477522 Bacteria_16S 1228818 1228782 19 55 gi|219878280|ref|NR_025419.1| Cellvibrio gandavensis 

strain R-4069 16S ribosomal RNA, partial sequence 1228770 1230255 Cellvibrio gandavensis Bacteria; 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

477522 Bacteria_16S 1264942 1264887 26 81 gi|219846539|ref|NR_026131.1| Clostridium grantii Al 

16S ribosomal RNA, partial sequence 1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 

Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 1313143 1313095 26 74 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 

brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

477522 Bacteria_16S 1381623 1381575 26 74 gi|228717104|ref|NR_027560.1| Idiomarina baltica 

strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

477522 Bacteria_16S 1640569 1640521 26 74 gi|219878449|ref|NR_025588.1| Pseudomonas 

proteolytica strain CMS 64 16S ribosomal RNA, partial sequence 1640520 1642031 Pseudomonas 

proteolytica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 

Pseudomonas. 
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16S ribosomal RNA, partial sequence 2528225 25296 


219857354 


219857336 


219857285 


219857279 
219857258 
16S ribosomal RNA, partial sequence 2610373 26118 


219857186 


219856885 


omycinea 


al seque 
teria; P 


llaceae; 


24694 
es; Ecto 
25100 


es; Stre 


udomonad 

nce 

inomycet 
25611 


udomonad 


nce 
Desulf 


’ 


25825 
dales; P 
nocardin 


nce 
ermales; 


28581 
dales; P 


477522 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


3034744 3034704 24 64 gi 
bosomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


219846899 
3034695 3036166 Clostridium disporicum Bacteria; 
Clostridium. 


ref|NR_025212.1 
e; S 
ref 
nce 
seud 


treptomyceta 
NR_025174.1 
221879 
omonadales; 
ref|NR_025120.1 
Bartonella. 
ref|NR_024991.1 
12 2470870 Thioal 
thiorhodospirace 
ref|NR_024958.1 
68 2511541 Nocar 
ptosporangineae; 


’ 


ref|NR_024946.1 
aceae; Pseudomon 
ref |NR_024942.1 

2534307 253578 
ales; Propioniba 


, 


ref|NR_024924.1 
68 2562680 Pseudo 
aceae; Pseudomon 
ref|NR_024916.1 
2573428 257495 
ovibrionales; De 


ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 
ref|NR_024889.1 


eae; Pseudonocar 
ref|NR_024814.1 

2702689 270407 
Thermaceae; Oce 
ref|NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 


ref|NR_026491.1 


d 


Streptomyces speibonae 


69 Streptomyces speibonae Bacteria; 


ceae; Streptomyces. 
Pseudomonas 

2 2220307 Pseudomonas 

Pseudomonadaceae; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Thioalkalivibrio 

kalivibrio nitratis 

ae; Thioalkalivibrio. 
Nocardiopsis trehalosi 

iopsis trehalosi 
Nocardiopsaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Friedmanniella 

3 Friedmanniella 

cterineae; 


Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Oceanithermus 

1 Oceanithermus 

anithermus. 

Pseudomonas lundensis 

monas lundensis 

Pseudomonas. 
Clostridium disporicum 


477522 Bacteria_16S 3072519 3072471 26 


strain 4-87 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 


477522 Bacteria_16S 3087651 3087619 23 


histidinovorans strain Z-7940 16S ribosomal RNA, partial 


histidinovorans Bacteria; 
477522 Bacteria_16S 
africanus strain 
africanus Bacteria; 
Desulfovibrio. 
477522 Bacteria_16S 


Firmicutes; 
3241942 3241894 8 


Proteobacteria; 


3243504 3243448 1 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial 
Proteobacteria; 


hydrogenovorans Bacteria; 
Desulfonatronovibrio. 
477522 Bacteria_16S 

municipale strain 


3493313 3493261 29 


Pseudonocardiaceae; Thermocrispum. 
477522 Bacteria_16S 3532554 3532518 19 


strain DSM 286 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


477522 Bacteria_16S 3584485 3584437 30 


Clostridiales; 


Bacteria; Firmicutes; Clostridia; 


Clostridia; 


DSM 44069 16S ribosomal RNA, partial 
municipale Bacteria; Actinobacteria; Actinobacteridae; 


74 gi 


55 gi| 219846863 |ref|NR_026455.1 

sequence 3087607 308909 
Clostridiales; Clostridiaceae; 

55 gi| 219846759 |ref|NR_026351.1 


DSM 2603 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


55 gi 


81 gi 


219846873 
3072467 30738 


Desulfovibrionales; 


219846758 
sequence 
Deltaproteobacteria; 


219846580 
sequence 
Actinomycetales; 


ref |NR_026465.1 


3241884 324339 


ref|NR_026350.1 
3243444 324494 


Desulfovibrionales 


ref |NR_026172.1 
3493260 349458 


Pseudonoc 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 


Natronincola 
0 Natronincola 
Natronincola. 

Desulfovibrio 
3 Desulfovibrio 


Desulfovibrionaceae; 


Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 


Thermocrispum 
8 Thermocrispum 
ardineae; 


55 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
3532506 3533966 Sarcina ventriculi Bacteria; 
Clostridiaceae; Sarcina. 
78 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Clostridiales; Veillonellaceae; Phascolarctobacterium. 
85 gi|219846496|ref|NR_026088.1| Alloiococcus otitis 


477522 Bacteria_16S 
strain NCFB 2890 
Firmicutes; Lactobacillales; 
477522 Bacteria_16S 3702976 3702916 26 


3613542 3613486 29 


anatipestifer Bacteria; 
477522 Bacteria_16S 
aggregatus strain 


Bacteroidetes; 
3839685 3839633 29 


Blastococcus. 
477522 Bacteria_16S 
strain MB-G2 16S 


3954881 3954841 24 


477522 Bacteria_16S 4038494 4038442 29 


cosmeticum strain 


Mycobacteriaceae; Mycobacterium. 
477522 Bacteria_16S 4079295 4079235 29 


strain BC-3 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Tenericutes; Mollicutes; 
477522 Bacteria_16S 4135235 4135175 29 


velocicrescens Bacteria; 
477522 Bacteria_16S 
strain Tab-4c 16S 
Tenericutes; Mollicutes; 
477522 Bacteria_16S 4138366 4138306 29 
syrphidicola strain EA-1 


4136800 4136740 29 


477522 Bacteria_16S 4139932 4139872 29 
sabaudiense Bacteria; 
477522 Bacteria_16S 

strain HYOS-1 16S 
Tenericutes; Mollicutes; 
477522 Bacteria_16S 4143062 4143002 29 
strain TN-1 16S ribosomal RNA, 
Tenericutes; Mollicutes; 
477522 Bacteria_16S 


4141498 4141438 29 


4144628 4144568 29 


B15 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


ribosomal RNA, partial sequence 
Entomoplasmatales; 


partial sequence 
Entomoplasmatales; 


16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus 
Carnobacteriaceae; Alloiococcus. 
219846434 
anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 370430 
Flavobacteria; Flavobacteriales; 
219846335 


86 gi 


81 gi 


38 


64 gi|219846255|ref|NR_025845.1 
3954838 39 

Rhodovulu 

81 gi| 219846197 |ref|NR_025787.1 

4038441 403994 


LTA-388 16S ribosomal RNA, partial sequence 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 


89 gi 
4079234 40 
Spiroplasmataceae; 


89 gi 


89 gi 
4136739 41 
Spiroplasmataceae; 


89 gi 


89 gi 
Entomoplasmatal 
gi 
4141437 41 
Spiroplasmataceae; 

89 gi 
4143001 41 
Spiroplasmataceae; 

89 gi 


89 


leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 


leptinotarsae Bacteria; 


477522 Bacteria_16S 4146195 4146135 29 


Tenericutes; Mollicutes; 


Entomoplasmat 


89 gi 


lampyridicola strain PUP-1 16S ribosomal RNA, partial sequence 


lampyridicola Bacteria; 
477522 Bacteria_16S 


4147760 4147700 29 


strain M55 16S ribosomal RNA, partial sequence 
Entomoplasmatales; 


Tenericutes; Mollicutes; 


Tenericutes; Mollicutes; 


Entomoplasmat 


89 gi 


Spiroplasmataceae; 


Actinomycetales; 


219846166 


219846123 
velocicrescens strain MQ-4 16S ribosomal RNA, partial sequence 4135174 413668 
Tenericutes; Mollicutes; Entomoplasmatales; 


219846122 


219846121 
16S ribosomal RNA, partial sequence 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; 
219846120 re 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial sequence 4139871 414138 
Tenericutes; Mollicutes; 


219846119 


219846118 


219846117 


219846116 


219846115 
4147699 4149213 Spiroplasma insolitum Bacteria; 


ref |NR_026025.1 


ref |NR_025925.1 


39632 3841072 Blasto 
Frankineae; 


Flavobact 


otitis Bacteria; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Blastococcus 
coccus aggregatus 


Geodermatophilaceae; 


Rhodovulum strictum 


56224 Rhodovulum strictum Bacteria; 


Corynebac 


ref|NR_025756.1 
Spiroplasma. 
ref|NR_025713.1 


Spiroplasmat 
ref|NR_025712.1 
Spiroplasma. 
ref|NR_025711.1 
4138305 413982 
Spiroplasmatac 
ref|NR_025710.1 


es; Spiroplasmatace 


ref|NR_025709.1 


Spiroplasma. 
ref|NR_025708.1 


Spiroplasma. 
ref|NR_025707.1 
4144567 414608 
ales; Spiroplasmata 
ref|NR_025706.1 
4146134 414764 
ales; Spiroplasmata 


m. 
Mycobacterium 

7 Mycobacterium 

terineae; 


Spiroplasma melliferum 


80748 Spiroplasma melliferum Bacteria; 


Spiroplasma 

8 Spiroplasma 

aceae; Spiroplasma. 
Spiroplasma turonicum 


38254 Spiroplasma turonicum Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma montanense 


42950 Spiroplasma montanense Bacteria; 


Spiroplasma litorale 


44516 Spiroplasma litorale Bacteria; 


Spiroplasma 
3 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 


ref|NR_025705.1 


Spiroplasma. 


Spiroplasma insolitum 


477522 Bacteria_16S 4149325 4149265 29 89 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
strain TABS-2 16S ribosomal RNA, partial sequence 4149264 4150768 Spiroplasma helicoides Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

477522 Bacteria_16S 4152308 4152248 29 89 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
strain CUAS-1 16S ribosomal RNA, partial sequence 4152247 4153762 Spiroplasma diminutum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

477522 Bacteria_16S 4153874 4153814 29 89 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
strain AES-1 16S ribosomal RNA, partial sequence 4153813 4155327 Spiroplasma culicicola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

477522 Bacteria_16S 4155439 4155379 29 89 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
strain EC-1 16S ribosomal RNA, partial sequence 4155378 4156893 Spiroplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

477522 Bacteria_16S 4157005 4156945 29 89 gi|219846109|ref|NR_025699.1| Spiroplasma 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 4158458 Spiroplasma 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
477522 Bacteria_16S 4158571 4158511 29 89 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
strain CCH 16S ribosomal RNA, partial sequence 4158509 4160024 Spiroplasma chinense Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

477522 Bacteria_16S 4160136 4160076 29 89 gi|219846107|ref|NR_025697.1| Spiroplasma 
alleghenense strain PLHS-1 16S ribosomal RNA, partial sequence 4160075 4161590 Spiroplasma 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
477522 Bacteria_16S 4214813 4214765 26 74 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 


paragorgicola str 


ain KMM 3548 16S ribosomal RNA, partia 


1 sequence 


4214764 42162 


6 


9 Pseudoalteromonas 


paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

477522 Bacteria_16S 27257 27222 28 63 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

477522 Bacteria_16S 39241 39180 25 86 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

477522 Bacteria_16S 95321 95270 21 72 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

477522 Bacteria_16S 125970 125919 29 80 gi|265678978|ref|NR_029286.1| Actinomyces meyeri 
strain Prevot 2477B 16S ribosomal RNA, partial sequence 125918 127358 Actinomyces meyeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
477522 Bacteria_16S 219240 219185 26 81 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 
kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

477522 Bacteria_16S 313369 313318 25 76 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 
A strain ELTDK 103 16S ribosomal RNA, partial sequence 313315 314767 Clostridium botulinum A 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 325465 325403 28 90 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

477522 Bacteria_16S 381354 381307 29 76 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

477522 Bacteria_16S 410566 410511 26 81 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

477522 Bacteria_16S 589403 589364 25 64 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 665294 665237 29 86 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

477522 Bacteria_16S 795084 795041 31 74 gi|265678515|ref|NR_028818.1| Leptospirillum 
ferriphilum strain P3a 16S ribosomal RNA, partial sequence 795040 796555 Leptospirillum ferriphilum 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

477522 Bacteria_16S 813620 813567 30 83 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
477522 Bacteria_16S 831938 831887 29 80 gi|265678491|ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

477522 Bacteria_16S 854463 854412 30 81 gi|265678475|ref|NR_028778.1| Propionibacterium 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriaceae; Propionibacterium. 


854408 855931 Propionibacterium 


477522 Bacteria_16S 1053618 1053567 29 80 gi|265678341|ref|NR_028643.1| Sulfurimonas 
autotrophica strain OK10 16S ribosomal RNA, partial sequence 1053566 1055002 Sulfurimonas 
autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Sulfurimonas. 


477522 Bacteria_16S 1147163 1147116 26 73 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

477522 Bacteria_16S 1190981 1190946 30 65 gi|228715750|ref|NR_027538.1| Persephonella marina 
strain EX-H1 16S ribosomal RNA, partial sequence 1190944 1192406 Persephonella marina EX-H1 Bacteria; 
Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

477522 Bacteria_16S 1241002 1240967 30 65 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 


azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

477522 Bacteria_16S 1352990 1352935 30 85 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
477522 Bacteria_16S 1543696 1543661 28 63 gi|219857262|ref|NR_024893.1| Arenibacter latericius 
strain KMM 426 16S ribosomal RNA, partial sequence 1543657 1545100 Arenibacter latericius Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 


477522 Bacteria_16S 1633022 1632975 26 73 gi|219878454|ref|NR_025593.1| Oceanisphaera 
litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 1632974 1634479 Oceanisphaera 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanisphaera. 
477522 Bacteria_16S 1700201 1700154 29 76 gi|219878407|ref|NR_025546.1| Glaciecola mesophila 


strain KMM 241 16S ribosomal RNA, partial sequence 1700153 1701651 Glaciecola mesophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 


477522 Bacteria_16S 1706300 1706249 25 76 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 1712348 1712313 28 63 gi|219878399|ref|NR_025538.1| Flavobacterium 
gelidilacus strain R-8899 16S ribosomal RNA, partial sequence 1712309 1713777 Flavobacterium 
gelidilacus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
477522 Bacteria_16S 1928317 1928262 26 81 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

477522 Bacteria_16S 2085552 2085505 26 73 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 

477522 Bacteria_16S 2152226 2152195 24 55 gi|219857633|ref|NR_025222.1| Albidovulum 
inexpectatum strain FRR-10 16S ribosomal RNA, partial sequence 2152193 2153601 Albidovulum 


inexpectatum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Albidovulum. 
477522 Bacteria_16S 2230950 2230915 30 65 gi|219857578|ref|NR_025166.1| Persephonella 

guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 


477522 Bacteria_16S 2329751 2329696 29 84 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 
strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

477522 Bacteria_16S 2387355 2387308 26 73 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 


yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
477522 Bacteria_16S 2422589 2422554 28 63 gi|219857443|ref|NR_025031.1| Aequorivita 
sublithincola strain QSSC9-3 16S ribosomal RNA, partial sequence 2422553 2423991 Aequorivita 
sublithincola Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 
477522 Bacteria_16S 2434515 2434476 25 64 gi|219857431|ref|NR_025019.1| Clostridium 
peptidivorans strain TMC4 16S ribosomal RNA, partial sequence 2434473 2435953 Clostridium 
peptidivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 2627374 2627323 26 77 gi|219857246|ref|NR_024876.1| Gracilibacillus 
halotolerans strain NN 16S ribosomal RNA, partial sequence 2627322 2628862 Gracilibacillus halotolerans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 
477522 Bacteria_16S 2672670 2672607 23 86 gi| 219857207 |ref|NR_024835.1| Lactobacillus 
manihotivorans strain OND 32 16S ribosomal RNA, complete sequence 2672606 2674164 Lactobacillus 
manihotivorans Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

477522 Bacteria_16S 2686240 2686205 28 63 gi|219857198|ref|NR_024826.1| Zobellia amurskyensis 
strain KMM 3526 16S ribosomal RNA, partial sequence 2686201 2687648 Zobellia amurskyensis Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Zobellia. 
477522 Bacteria_16S 2770113 2770059 26 80 gi|219857137|ref|NR_024765.1| Rhodococcus jostii 
strain IFO 16295 16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
477522 Bacteria_16S 2792706 2792667 25 64 gi|219857121|ref|NR_024749.1| Clostridium 
haemolyticum strain ATCC9650 16S ribosomal RNA, partial sequence 2792664 2794128 Clostridium 
haemolyticum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


477522 Bacteria_16S 
strain IAM 12409 


2847249 2847194 29 


84 


gi 


16S ribosomal RNA, partial sequence 2847193 28487 


219856892 


ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 

477522 Bacteria_16S 2868952 2868897 25 80 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
477522 Bacteria_16S 2875275 2875224 26 77 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

477522 Bacteria_16S 2975520 2975481 25 64 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 3016626 3016583 21 64 gi|219846912|ref|NR_026504.1| Orenia salinaria 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

477522 Bacteria_16S 3123785 3123739 29 75 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

477522 Bacteria_16S 3229693 3229654 25 64 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 


strain DSM 10022 
Firmicutes; Clostridia; 
477522 Bacteria_16S 

halophytica DSM 4 


Clostridiales; 
3346528 3346477 29 


Micromonospora. 
477522 Bacteria_16S 
strain DSM 7083 1 


3355754 3355697 29 


80 


86 


16S ribosomal RNA, partial sequence 3229651 32311 
Clostridiales Fami 


gi 


3171 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


gi 


6S ribosomal RNA, partial sequence 3355696 33572 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


477522 Bacteria_16S 3357315 3357258 29 


nesterenkovii strain DSM 9573 16S ribosomal RNA, partia 


86 


gi 


nesterenkovii Bacteria; Actinobacteria; Actinobacterida 


Dermabacteraceae; Brachybacterium. 
477522 Bacteria_16S 3358879 3358822 29 


86 


gi 


alimentarium strain CNRZ 925 16S ribosomal RNA, partial 
alimentarium Bacteria; Actinobacteria; Actinobacteridae 


Dermabacteraceae; Brachybacterium. 
477522 Bacteria_16S 3377114 3377064 29 


79 


strain M17C 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


477522 Bacteria_16S 
strain DSM 44070 


3494691 3494640 29 
16S ribosomal RNA, 


gi 


3377063 33785 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Thermocrispum. 
477522 Bacteria_16S 
strain DSM 6736 1 
Firmicutes; Clostridia; 
477522 Bacteria_16S 3531104 3531069 20 


3528077 3528046 24 


Clostridiales; 


DSM 316 16S ribosomal RNA, partial sequence 
Clostridiaceae; 


Clostridia; Clostridiales; 


477522 Bacteria_16S 3552710 3552655 30 


6S ribosomal RNA, partial sequence 3528019 35294 


hansenii strain NCIB 8746 16S ribosomal RNA, partial se 


hansenii Bacteria; 
Gluconacetobacter. 
477522 Bacteria_16S 
halodenitrificans 
halodenitrificans 
Halomonas. 

477522 Bacteria_16S 


3891698 3891637 26 
Bacteria; 


3953441 3953402 25 


Proteobacteria; 


strain DSM 735 16S ribosomal RNA, 


Proteobacteria; Alphaproteobacteria; 


sulfidophilum strain W4 16S ribosomal RNA, partial sequ 


Bacteria; 
477522 Bacteria_16S 
KMM 6031 16S ribo 
Flavobacteria; Flavobacteriales; 
477522 Bacteria_16S 


3990199 3990164 28 


4046044 4045997 26 


HDS1-1 16S ribosomal RNA, partial sequence 


Flavobacteriaceae; 


Proteobacteria; Alphaproteobacteria; Rhodobac 


somal RNA, partial sequence 3990163 3991609 Piboc 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


477522 Bacteria_16S 4071595 4071556 25 


ly XI. I 
219846686 
ce 33464 
ales; Micr 
219846679 


ococcineae 
219846678 
1 sequence 
e; 


219846677 
sequence 


219846664 


Actinomycetales; 


; Actinomyceta 


30 Peptoniphilus ivorii Bacteria; 
ncertae Sedis; Peptoniphilus. 
ref|NR_026278.1| Micromonospora 

76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026271.1| Dermabacter hominis 

06 Dermabacter hominis Bacteria; 

; Dermabacteraceae; Dermabacter. 

ref|NR_026270.1| Brachybacterium 
3357257 3358770 Brachybacterium 

Micrococcineae; 


ref|NR_026269.1| Brachybacterium 
3358821 3360332 Brachybacterium 
les; Micrococcineae; 


ref|NR_026256.1| Kytococcus sedentarius 
42 Kytococcus sedentarius Bacteria; 


saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 


saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. 


Soehngenia. 


ococcineae; Dermacoccaceae; Kytococcus. 
80 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
complete sequence 3494639 3496156 Thermocrispum agreste 
ales; Pseudonocardineae; Pseudonocardiaceae; 
55 gi| 219846557 |ref|NR_026149.1| Clostridium quinii 
95 Clostridium quinii Bacteria; 
Clostridiaceae; Clostridium. 
55 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Sarcina. 
85 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
quence 3552654 3554134 Gluconacetobacter 
Rhodospirillales; Acetobacteraceae; 
86 gi|219846300|ref|NR_025890.1| Halomonas 
complete sequence 3891636 3893166 Halomonas 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
64 gi|219846256|ref|NR_025846.1| Rhodovulum 
ence 3953399 3954787 Rhodovulum sulfidophilum 
terales; Rhodobacteraceae; Rhodovulum. 
63 gi|219846231|ref|NR_025821.1| Pibocella ponti strain 
ella ponti Bacteria; Bacteroidetes; 
Pibocella. 
73 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 
4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 
64 gi|219846171|ref|NR_025761.1| Soehngenia 


4071551 4073044 Soehngenia 
Incertae Sedis; 


477522 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


477522 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


477522 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain Y12-2 16S 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain Y10-2 16S 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain SW49 16S r 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain R18 16S ri 
Proteobacteria; A 


477522 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


477522 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


477522 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


477522 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


477522 Bacteria_16S 


thermophilum stra 
thermophilum Bact 


477522 Bacteria_16S 


abactoclasticum s 
abactoclasticum B 


477522 Bacteria_16S 


strain EUH N 1304 
Bacteroidetes; Ba 


477522 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


477522 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


477522 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


477522 Bacteria_16S 


strain E846 16S r 
Actinobacteria; A 


477522 Bacteria_16S 


odorimutans strai 
odorimutans Bacte 
Anaerovorax. 


477522 Bacteria_16S 


warmboldiae strai 


4086972 4086937 28 63 gi|219846161|ref|NR_025751.1| Maribacter ulvicola 
6S ribosomal RNA, partial sequence 4086933 4088380 Maribacter ulvicola Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4088467 4088432 28 63 gi|219846160|ref|NR_025750.1| Maribacter aquivivus 
6S ribosomal RNA, partial sequence 4088431 4089871 Maribacter aquivivus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4089958 4089923 28 63 gi|219846159|ref|NR_025749.1| Maribacter orientalis 
6S ribosomal RNA, partial sequence 4089922 4091360 Maribacter orientalis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4091448 4091413 28 63 gi|219846158|ref|NR_025748.1| Maribacter 
ain KMM 3903 16S ribosomal RNA, partial sequence 4091411 4092849 Maribacter 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Maribacter. 

4092936 4092901 28 63 gi|219846157|ref|NR_025747.1| Arenibacter certesii 
6S ribosomal RNA, partial sequence 4092900 4094337 Arenibacter certesii Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 

4113972 4113937 28 63 gi|219846141|ref|NR_025731.1| Ulvibacter litoralis 
6S ribosomal RNA, partial sequence 4113936 4115354 Ulvibacter litoralis Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

4225470 4225435 28 63 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

4226942 4226907 28 63 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

4228414 4228379 28 63 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
ibosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

4640 4594 26 72 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
bosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

28820 28770 24 74 gi|265679044|ref|NR_029352.1| Lactobacillus 
in LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

43852 43806 26 72 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 

ribosomal RNA, complete sequence 43805 45323 cCarnimonas nigrificans Bacteria; 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

106037 106003 21 55 gi| 265678991 |ref|NR_029299.1| Acetohalobium 

Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
ia; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

154790 154760 25 55 gi|265678959|ref|NR_029267.1| Clostridium 
rain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

203723 203663 26 86 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
in H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
eria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

298059 298001 29 87 gi|265678861|ref|NR_029167.1| Anaeroplasma 
train 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
acteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 

323936 323874 28 90 gi|265678844|ref|NR_029149.1| Prevotella disiens 
-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

349969 349931 26 64 gi|265678824|ref|NR_029129.1| Paracoccus kocurii 
somal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
ia; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

385977 385923 24 78 gi| 265678797 |ref|NR_029102.1| Hydrocarboniphaga 
03 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
acteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 

487434 487384 26 76 gi| 265678726 |ref|NR_029031.1| Marinomonas 
n Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
acteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

624270 624220 29 79 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
ibosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
ctinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 

663752 663718 21 55 gi|265678606|ref|NR_028911.1| Anaerovorax 
n NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
ria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 

691061 691015 26 72 gi| 265678588 |ref|NR_028893.1| Buttiauxella 
n NSW 326 16S ribosomal RNA, partial sequence 691014 692520 Buttiauxella 


warmboldiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


477522 Bacteria_16S 711843 711793 29 79 gi|265678574|ref|NR_028879.1| Mycobacterium caprae 
strain gM-1 16S ribosomal RNA, partial sequence 711792 713308 Mycobacterium caprae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
477522 Bacteria_16S 724304 724254 30 80 gi|265678565|ref|NR_028869.1| Photorhabdus 
luminescens subsp. akhurstii strain FRGO4 16S ribosomal RNA, partial sequence 724253 725774 
Photorhabdus luminescens subsp. akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
477522 Bacteria_16S 728858 728800 28 86 gi|265678562|ref|NR_028866.1| Prevotella bryantii 
strain B14 16S ribosomal RNA, partial sequence 728785 730270 Prevotella bryantii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
477522 Bacteria_16S 764436 764386 30 80 gi|265678536|ref|NR_028840.1| Mitsuokella 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 764385 765927 Mitsuokella jalaludinii 


Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Mitsuokella. 
477522 Bacteria_16S 863752 863718 28 62 gi| 265678469 |ref|NR_028772.1 
ruestringensis strain Bl 16S ribosomal RNA, partial sequence 863710 865135 
ruestringensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobac 
477522 Bacteria_16S 954263 954209 29 83 gi| 265678409 |ref|NR_028711.1 
strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria 
477522 Bacteria_16S 1020035 1019985 32 82 gi|265678364|ref|NR_028666.1 
strain SK3 16S ribosomal RNA, complete sequence 1019984 1021495 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

477522 Bacteria_16S 1021598 1021548 32 82 gi|265678363|ref|NR_028665.1 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 102306 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus 
477522 Bacteria_16S 1124549 1124515 29 63 gi|224581403|ref|NR_027184.1 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 11259 

Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 
477522 Bacteria_16S 1175993 1175963 25 55 gi| 228718376 |ref|NR_027573.1 
DSM 16795 16S ribosomal RNA, partial sequence 1175949 11773 

Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
477522 Bacteria_16S 1222719 1222665 26 80 gi| 219878346 |ref|NR_025485.1 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 12241 


Firmicutes; Clostridia; 
477522 Bacteria_16S 

subsp. subtilis s 
subsp. subtilis B 
477522 Bacteria_16S 
obscurus DSM 4316 


Clostridiales; 
1314708 1314658 26 


acteria; Firmicutes; 
1343901 1343851 30 


76 


80 


Clostridiaceae; 


gi 


train DSM 10 16S ribosomal RNA, partia 
Bacillales; 


Bacil 
gi 


0 16S ribosomal RNA, partial sequence 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 
477522 Bacteria_16S 
fumaroxidans stra 
fumaroxidans MPOB Bacteria; 
Syntrophobacteraceae; Syntrophobacter. 

477522 Bacteria_16S 1351555 1351517 26 
Och 149 16S ribos 


1346958 1346924 21 


omal RNA, partial sequence 


55 


64 


gi 


in MPOB 16S ribosomal RNA, partial seq 


Proteobacteria; Deltaproteo 


gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


477522 Bacteria_16S 1377213 1377179 21 
turnerae strain T7902 16S ri 
Bacteria; Proteobacteria; Ga 
Teredinibacter. 
477522 Bacteria_16S 1451418 1451368 26 
endolithica strain AA459 16S 
endolithica Bacteria; Actino 
Micromonosporaceae; Micromonospora. 
477522 Bacteria_16S 1461913 1461863 26 
bryozoorum strain 
Bacteria; Proteob 
477522 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
477522 Bacteria_16S 
strain CCUG 47334 
Bacteria; Firmicutes; 
477522 Bacteria_16S 
philippinense str 
philippinense Bac 
Pseudonocardiaceae; Kibdelosporangium. 
477522 Bacteria_16S 1663558 1663508 26 
aridum subsp. 
Kibdelosporangium aridum subsp. 


1504254 1504220 21 


Firmicutes; 
1613310 1613260 32 


Clostridia; 
1662018 1661968 26 


55 


76 


76 


55 


Clos 


82 


76 


76 


gi 


bosomal RNA, partial sequen 
mmaproteobacteria; Alteromo 


gi 


ribosomal RNA, partial seq 
bacteria; Actinobacteridae; 


gi 


50-11 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


gi 


164-47 16S ribosomal RNA, partial seq 
Clostridia; 


tridia 
gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


Clostr 
gi 


ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


la 


ue 
ba 


ce 
na 


ue 


na 


ue 


le 


id 


s 
e; 


gi 


Caminicell 
228716557 
1 sequence 


ceae; B 


228721038 


1343 


omycetales 


228720860 


nce 
cteria; 


228720499 
1351515 1352883 Roseo 
hodobacter 
228717562 


1377 
dales; 


224581419 


nce 


Actinomyc 


224581411 
ence 14618 


dales; 


219846440 


nce 


s; Euba 


219878467 


1613 
iales F 


219878433 


equence 
Actino: 


219878432 
largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 


a. 
ref|NR_027552.1 

1314657 131617 
cillus. 
ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


a 


8 


, 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobact 
ref|NR_027564.1 
167 1378635 Teredi 
Alteromonadales gi 


ref|NR_027200.1 
1451367 145284 
etales; Micromon 


ref|NR_027192.1 
62 1463368 Marino 
Alteromonadaceae; 
ref|NR_026031.1 

1504208 150555 
teriaceae; Eubac 
ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref|NR_025572.1 

1661967 166345 
mycetales; Pseudo 


Cc 


2 
a 


Muricauda 
Muricauda 
teriaceae; Muricauda. 
Giesbergeria sinuosa 


sinuosa Bacteria; 


Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 
0 Streptococcus 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Bacillus subtilis 
3 Bacillus subtilis 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Roseobacter litoralis 
Och 149 Bacteria; 
er. 

Teredinibacter 
nibacter turnerae T7901 
enera incertae sedis; 


Micromonospora 
3 Micromonospora 
osporineae; 


Marinobacter 

bacter bryozoorum 
Marinobacter. 
Eubacterium saphenum 

0 Eubacterium saphenum 

terium. 

Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Kibdelosporangium 

6 Kibdelosporangium 

nocardineae; 


ref|NR_025571.1 


Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


477522 Bacteria_ 


albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 
477522 Bacteria_ 
rifietoensis stra 
Firmicu 
477522 Bacteria_ 
karajensis strain 
Firmicu 
477522 Bacteria_ 
aridum strain DSM 
Bacteria; Actinob 
Kibdelosporangium. 
477522 Bacteria_ 


Bacteria; 


Bacteria; 


strain DSM 10404 
Bacteria; 


marincola strain 


marincola Bacteri 
477522 Bacteria_ 
submarinus strain 
submarinus Bacter 
477522 Bacteria_ 
halotolerans stra 
halotolerans Bact 


Nocardiopsaceae; 


477522 Bacteria_ 


strain DSM 12838 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Des 
477522 Bacteria_16S 1973693 1973643 26 76 gi|219878212|ref|NR_025351.1 
strain 581 16S ribosomal RNA, partial sequence 1973642 19751 

Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

477522 Bacteria_16S 2004746 2004700 26 72 gi| 219878192 |ref|NR_025331.1 
strain $3/2-161 16S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Butti 
477522 Bacteria_16S 2045682 2045624 28 86 gi|219878161|ref|NR_025300.1 


strain M384 16S r 
Ba 
477522 Bacteria_ 


Bacteroidetes; 


strain DSM 43030 


Actinobacteria; Actinobacteridae; Actinomycetales; 
477522 Bacteria_ 
strain LRC 5382 1 
Clost 
477522 Bacteria_ 


Firmicutes; 


strain T1-X7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
477522 Bacteria_ 
strain Z 16S ribo 
Clost 
477522 Bacteria_ 


Clostridia; 


lindaniclasticus 
lindaniclasticus 
Rhodanobacter. 


477522 Bacteria_ 
straminisolvens s 
straminisolvens B 
477522 Bacteria_ 
strain EPSA11 16S 
Ba 
477522 Bacteria_ 
transvaalensis st 
transvaalensis Ba 
477522 Bacteria_ 
IFO15715 16S ribo 
Bacil 
477522 Bacteria_16S 
sulfurophilus str 
sulfurophilus Bac 
Thermoanaerobacte 
477522 Bacteria_16S 


Bacteroidetes; 


Bacillales; 


Firmicu 
477522 Bacteria_ 


16S 1665082 1665032 26 76 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


21987843 
nce 
ales; 


16S 1689337 1689287 26 76 

in M8 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; 
16S 1701753 1701703 26 76 

MA-2 16S ribosomal RNA, partial 
tes; Bacillales; Bacillaceae; Halobaci 
16S 1815697 1815647 26 76 gi 
43828 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


21987841 
nce 
coccus. 

21987840 
nce 
llus. 

21987832 
en 
al 


gi 
seque 
Plano 
gi 
seque 


es; 


16S 1823352 1823302 26 
16S ribosomal RNA, complete sequence 
tes; Bacillales; Bacillaceae; Halobaci 
16S 1824938 1824888 26 76 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
16S 1826416 1826366 26 76 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
16S 1876556 1876506 26 76 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

16S 1932857 1932823 21 


76 gi| 21987832 
llus. 
21987831 
uence 


21987831 
quence 


a; 
21987828 
1 


55 gi| 21987823 


ibosomal RNA, partial sequence 


Stre 
gi 


pt 
16S 2289039 2288985 29 83 21985753 
ridia; Clostridiales; Lachnospiraceae; 
16S 2491956 2491906 29 79 gi 


ribosomal RNA, partial sequence 


L 
21985738 


oc 


16S 2514650 2514612 26 64 gi| 21985736 
ridiales; Clostridiaceae; Caloramator. 
16S 2624305 2624255 29 79 gi 
strain RP5557 16S ribosomal RNA, parti 


Bacteria; Proteobacteria; Gammaproteob 


21985724 
al 
acteria; 
16S 2681853 2681815 26 64 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
16S 2699665 2699607 28 86 gi 
ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
16S 2794234 2794180 26 80 gi 
rain SAGM1 16S ribosomal RNA, partial 

cteria; Firmicutes; Clostridia; Clostr 
16S 2878421 2878367 25 79 gi 


21985720 
sequence 
ridiales; 


ae; 


se 
id 


quence 
iales; 


laceae; Bacillus. 

3083217 3083187 25 55 gi 
ain L-64 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Thermoa 
ban 


quence 


na 


3086194 3086164 25 55 


gi 


denitrificans strain 381 16S ribosomal RNA, partial sequence 


16650 
Pseu 


16892 


17017 


ce 18156 
Pseu 


18233 


Pseudomo 
Pseudomonad 
sequence 


Actinomy 


16S ribosomal RNA, partial sequence 1932811 19342 


2045623 20471 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
16S 2109873 2109823 29 79 gi|219873436|ref|NR_025250.1 
16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces 


omycinea 


6S ribosomal RNA, partial sequence 2288984 22904 
achnobac 


2491905 24933 
occineae 


somal RNA, partial sequence 2514611 2516064 Calor 


sequenc 


219857188 
2699606 27010 
Prevot 
219857120 


219856872 
somal RNA, partial sequence 2878366 2879894 Bacil 
219846866 
erobacte 


219846864 


1|}ref|NR_025570.1 
31 1666519 Kibde 
donocardineae; 

4|ref|NR_025553.1 
86 1690816 Plano 
6|ref|NR_025545.1 
02 1703230 Halob 
5|ref|NR_025464.1 
46 1817129 Kibdel 
donocardineae; 
0|ref|NR_025459.1 
01 1824836 Halob 


9|ref|NR_025458.1 
1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 
1826365 182779 
ales; Moraxe 
ref|NR_025422.1 
1876505 187800 
cetales; Strepto 


8 


3 


9|ref|NR_025378.1 


e; S 
ref 


treptomyceta 
9 NR_025127.1 
terium. 
ref |NR_024976.1 
49 Tetrasphaera 
; Intrasporangia 
ref|NR_024955.1 
amator coolhaasi 


8 


7 


8|ref|NR_024878.1 
e 2624254 262575 
Xanthomonadales; 
1|ref|NR_024829.1 
2681812 268325 
Clostridiaceae; 


ref|NR_024816.1 


ella. 
ref|NR_024748.1 

2794179 279557 
lostridiaceae; A 
ref|NR_024691.1 
lus flexus Bacte 


Cc 


ref |NR_026458.1 
3083185 308466 
rales; Thermoana 


a 
P 


Cc 


a 


P 


a 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Planococcus 
occus rifietoensis 


Halobacillus 
cillus karajensis 


Kibdelosporangium 
osporangium aridum 
seudonocardiaceae; 


Halobacillus trueperi 
cillus trueperi 


Psychrobacter 
4 Psychrobacter 
laceae; Psychrobacter. 
Psychrobacter 
2 Psychrobacter 
llaceae; Psychrobacter. 
Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 
Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Prevotella albensis 


17 Prevotella albensis Bacteria; 


Streptomyces humiferus 


humiferus Bacteria; 


ceae; Streptomyces. 
Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Tetrasphaera japonica 


japonica Bacteria; 


ceae; Tetrasphaera. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Rhodanobacter 
6 Rhodanobacter 
Xanthomonadaceae; 


Clostridium 
8 Clostridium 
Clostridium. 
Prevotella salivae 


98 Prevotella salivae Bacteria; 


Alkaliphilus 

1 Alkaliphilus 
lkaliphilus. 

Bacillus flexus strain 
ria; Firmicutes; 


Thermoanaerobacter 
6 Thermoanaerobacter 


erobacteraceae; 


ref |NR_026456.1 
3086162 308755 


Paracoccus 
6 Paracoccus 


denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 
477522 Bacteria_16S 
strain Ekho Lake- 


477522 Bacteria_16S 
roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 
477522 Bacteria_16S 
matsuzakiense str 
matsuzakiense Bac 


3162993 3162963 25 55 


172 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


3325304 3325250 26 80 


43916 16S ribosomal RNA, partial sequence 33252 
acteria; Actinobacteridae; Actinomycet 


3326826 3326772 26 80 


ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; Dactylosporangium. 


477522 Bacteria_16S 
fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium. 
477522 Bacteria_16S 
strain DSM 43040 


477522 Bacteria_16S 
strain DSM 43039 


477522 Bacteria_16S 
inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 
477522 Bacteria_16S 
termitidis strain 
termitidis Bacter 
Desulfovibrio. 
477522 Bacteria_16S 


3328345 3328291 26 80 


43917 16S ribosomal RNA, partial sequence 33282 
acteria; Actinobacteridae; Actinomycet 


3329870 3329816 26 80 


16S ribosomal RNA, partial sequence 3329815 33312 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


3331398 3331344 26 80 


16S ribosomal RNA, partial sequence 3331343 33328 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonospori 


3343477 3343423 26 80 


19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


3378650 3378605 9 55 


DSM 5308 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteri 


3407442 3407408 21 55 


219846813 
e 31629 


gi ref 


219846701 |ref 


gi 
ales; 


219846700 
al sequenc 


gi ref 


219846699 |ref 


gi 


ales; 


219846698 |ref 


gi 


219846697 |ref 


gi 


219846688 
33434 


gi ref 


ales; 
219846663 
equence 

a; 


gi 
Desulfovibr 


219846640 |ref 


gi 


61 3164378 Roseo 
aceae; 


49 3326720 Dacty 


Micromonosporineae; 


e 3326771 33282 


Actinomycet Micromonosporineae; 


90 3329764 Dacty 
Micromonosporineae; 


22 3344899 Micro 
Micromonosporineae; 


3378593 33800 


NR_026405.1 


Roseovar 
NR_026293.1 
1 


NR_026292.1 
3 
ales; 


NR_026291.1 
1 


NR_026290.1 


Micromonos 
NR_026289.1 


Micromonos 
NR_026280.1 


NR_026255.1 
9 


ionales; s 


NR_026232.1 


Roseovarius tolerans 


varius tolerans Bacteria; 
ius. 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 


9 Dactylosporangium 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia terevasa 


92 Pilimelia terevasa Bacteria; 


poraceae; Pilimelia. 
Pilimelia anulata 


10 Pilimelia anulata Bacteria; 
neae; 


poraceae; Pilimelia. 
Micromonospora 


monospora inositola 


Micromonosporaceae; 
Desulfovibrio 
8 Desulfovibrio 


ulfovibrionaceae; 


Syntrophobacter 


pfennigii strain 
pfennigii Bacteri 


3407396 340888 


DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria; 


equence 


Syntrophobacterales; 


Syn 


Syntrophobacter. 
477522 Bacteria_16S 
strain DSM 20032 


477522 Bacteria_16S 
strain DSM 43205 


477522 Bacteria_16S 
marinonascens str 
marinonascens Bac 
Nocardiaceae; 
477522 Bacteria_16S 


3453713 3453663 29 79 


16S ribosomal RNA, partial sequence 3453662 34551 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


3471964 3471914 26 76 


16S ribosomal RNA, partial sequence 3471913 34733 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


3476549 3476499 26 76 


ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacteridae; 
Rhodococcus. 


3829224 3829174 29 79 


ATCC 35205 16S ribosomal RNA, partial sequence 


Firmicutes; Clost 
477522 Bacteria_16S 
cellulosolvens st 


Ruminococcaceae. 
477522 Bacteria_16S 
thiocyanatus stra 


Paracoccus. 
477522 Bacteria_16S 
strain IAM 13153 


477522 Bacteria_16S 
strain KMM 3944 1 
Bacteroidetes; Fl 
477522 Bacteria_16S 
thalassocola stra 
thalassocola Bacteria; 
Winogradskyella. 
477522 Bacteria_16S 


ridia; 


16S ribosomal RNA, 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


Clostridiales; 


3850259 3850221 26 64 


rain ATCC 35603 16S ribosomal RNA, parti 
cellulosolvens ATCC 35603 Bacteria; 


Firmicutes; 


3935797 3935759 26 64 


in THI 011 16S ribosomal RNA, partial 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacte 


3975646 3975608 29 67 


4012683 4012649 29 63 


6S ribosomal RNA, partial sequence 4012648 40140 
avobacteria; 


Flavobacteriales; 
4015642 4015608 29 63 


in KMM 3907 16S ribosomal RNA, partial 
Flavobacteria; 


Bacteroidetes; 


4034005 4033951 29 83 


Heliobacteriaceae; 


complete sequence 


219846607 |ref 


gi 
occineae; Mi 


gi| 219846594 |ref 


219846591 
al sequenc 


gi ref 


Actinomycetales; Coryne 
gi| 219846342 |ref|NR_025932.1 
3829173 38306 

Heliobacterium. 
gi|219846328|ref|NR_025918.1 

al sequence 385021 
Clostridia; Clostridiales; Rumino 
gi|219846268|ref|NR_025858.1 
sequence 3935756 393713 


ria; Rhodobact 
219846241 
39756 
llaceae; Mycop 


219846214|ref 


gi ref 


gi 


Flavobacteriaceae; Wi 

gi|219846212|ref 
sequence 
avobacteri 


Fl ales 


gi|219846200|ref 


e 3476498 34779 


07 3977021 Mycop 


4015607 40170 


NR_026199.1 


crococcaceae 
NR_026186.1 


Nocardiacea 
NR_026183.1 
7 


erales; Rhod 
NR_025831.1 
1 
lana. 
NR_025804.1 


nogradskyell 
NR_025802.1 
3 
; Flavobacte 


NR_025790.1 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


477522 Bacteria_16S 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 


Glycomyces. 
4056475 4056441 21 


55 gi 


ain NRRL B-16149 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacteridae; 


ial sequence 40339 


Actinomycet 


219846182 


ref 


NR_025772.1 
4056429 4057918 Microbulbifer maritimus 


5 


1 Syntrophobacter 
trophobacteraceae; 


Kocuria kristinae 


36 Kocuria kristinae Bacteria; 


; Kocuria. 
Rhodococcus opacus 


93 Rhodococcus opacus Bacteria; 


e; Rhodococcus. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


Paracoccus 
9 Paracoccus 


obacteraceae; 


Mycoplana bullata 
ana bullata Bacteria; 


Winogradskyella eximia 


79 Winogradskyella eximia Bacteria; 


a. 
Winogradskyella 
5 Winogradskyella 
riaceae; 


Glycomyces 
0 4035456 Glycomyces 


ales; Glycomycineae; 


Microbulbifer 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 


477522 Bacteria_16S 4133763 4133717 23 69 gi|219846124|ref|NR_025714.1| Paracoccus 
haeundaensis strain BC74171 16S ribosomal RNA, partial sequence 4133716 4135123 Paracoccus 
haeundaensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

477522 Bacteria_16S 25812 25763 25 74 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 36415 36386 26 55 gi| 265679039 |ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Sulfitobacter. 

477522 Bacteria_16S 37818 37789 26 55 gi| 265679038 |ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

477522 Bacteria_16S 104519 104490 26 55 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
477522 Bacteria_16S 257264 257235 26 55 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
477522 Bacteria_16S 258815 258786 26 55 gi| 265678889 |ref|NR_029197.1| Ruegeria 
lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 258782 260120 Ruegeria 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Ruegeria. 

477522 Bacteria_16S 261660 261595 21 86 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

477522 Bacteria_16S 282872 282819 21 74 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 

477522 Bacteria_16S 307254 307197 29 86 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

477522 Bacteria_16S 340988 340939 29 78 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
477522 Bacteria_16S 364766 364741 24 49 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

477522 Bacteria_16S 366190 366161 26 55 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

477522 Bacteria_16S 369213 369184 26 55 gi| 265678808 |ref|NR_029113.1| Halomonas 
anticariensis strain FP35 16S ribosomal RNA, partial sequence 369170 370614 Halomonas 
anticariensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

477522 Bacteria_16S 390540 390483 29 86 gi|265678794|ref|NR_029099.1| Chitinimonas 
taiwanensis strain cf 16S ribosomal RNA, partial sequence 390482 392023 Chitinimonas taiwanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Chitinimonas. 

477522 Bacteria_16S 418325 418296 26 55 gi|265678775|ref|NR_029080.1| Halomonas boliviensis 
strain LCl 16S ribosomal RNA, partial sequence 418286 419726 Halomonas boliviensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

477522 Bacteria_16S 429181 429132 29 78 gi| 265678768 |ref|NR_029073.1| Nesterenkonia 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 Nesterenkonia 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

477522 Bacteria_16S 433833 433804 26 55 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
strain TF-27 16S ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

477522 Bacteria_16S 453881 453820 25 86 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

477522 Bacteria_16S 465938 465882 29 86 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

477522 Bacteria_16S 499789 499732 29 86 gi|265678718|ref|NR_029023.1| Hydrogenophaga atypica 


strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


477522 Bacteria_16S 


strain Sd/3 16S r 
Firmicutes; Bacil 


477522 Bacteria_16S 


coryniformis subs 


501370 501321 26 75 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

507470 507413 29 86 gi 
p- torquens strain 30 16S ribosomal RN. 


gi 


265678717 


501307 50281 


265678713 
A, complet 


ref|NR_029022.1| Bacillus indicus 
1 Bacillus indicus Bacteria; 
ref|NR_029018.1| Lactobacillus 

e sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


477522 Bacteria_16S 


strain CIP 105566 
Proteobacteria; G 


477522 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; Clost 


477522 Bacteria_16S 


strain P 513/19 1 
Proteobacteria; G 


477522 Bacteria_16S 


strain P 527/13 1 
Proteobacteria; G 


477522 Bacteria_16S 


strain P 538/23 1 
Proteobacteria; G 


477522 Bacteria_16S 


strain Mll 16S ri 
Proteobacteria; G 


477522 Bacteria_16S 


indolicum strain 
Bacteria; Proteob 


477522 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


477522 Bacteria_16S 


strain RSA19 16S 
Firmicutes; Bacil 


477522 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


477522 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


477522 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 


477522 Bacteria_16S 


strain IMT37 16S 


Proteobacteria; G 


477522 Bacteria_16S 


elyakovii strain 
elyakovii Bacteri 
Pseudoalteromonas 


477522 Bacteria_16S 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


477522 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


477522 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


477522 Bacteria_16S 


acetoxidans strai 
acetoxidans Bacte 
Desulfobacca. 


477522 Bacteria_16S 


insulare strain K 
Bacteria; Proteob 


477522 Bacteria_16S 


Lactobacillus. 
545506 545477 
16S ribosomal RNA, 
ammaproteobacteria; Enterobacteriales; 
548555 548510 29 74 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
554700 554671 26 55 gi 


26 55 gi 
partial sequence 


ammaproteobacteria; Pseudomonadales; P 
556242 556213 26 55 gi 


ammaproteobacteria; Pseudomonadales; P 
557784 557755 26 55 gi 


ammaproteobacteria; Pseudomonadales; P 
627398 627345 30 83 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
684833 684776 21 78 gi 
In04 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 
697156 697119 29 66 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
701535 701482 26 79 gi 
ribosomal RNA, partial sequence 
lales; Paenibacillaceae; 
769001 768972 26 

RNA, partial sequence 

ia; Vibrionales; Vibrionaceae; Vibrio. 
784476 784447 26 55 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


Paenibacillus 
55 gi 


809006 808977 26 55 gi 
O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
821102 821073 26 55 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
937138 937109 26 55 gi 
KMM 162 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 


gi 


952701 952648 29 82 gi 
in CA 1 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Betaproteobacter 


957313 957260 26 79 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
994225 994196 26 55 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

1026150 1026089 21 82 gi 
n ASRB2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 


1050676 1050647 26 55 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Oceanosp 


265678688 
54547 
Enterobac 

265678686 


548509 55004 
Sporomusa. 


265678682 


6S ribosomal RNA, partial sequence 554659 55615 


seudomonad 
265678681 


6S ribosomal RNA, partial sequence 556201 55769 


seudomonad 
265678680 


6S ribosomal RNA, partial sequence 557743 55923 


seudomonad 
265678633 


627341 62884 


Enterobac 
265678592 
ce 68477 
acterales; 
265678584 
nce 69711 
terales; C 
265678581 


701473 70290 


265678533 


768965 770424 Vibri 


265678522 
1 sequence 
ria; Pseud 


265678506 
ence 80896 
nadales; P 


265678498 


821061 82256 


seudomonad 
265678420 

uence 

Alteromo 


v 


265678410 
uence 
ia; Burkho 


265678406 
ial sequen 
cillaceae; 
265678381 
al sequenc 
tridiales; 


265678360 
uence 
ia; Syntro 


265678343 
10506 
irillales; 


1098705 1098653 11 64 gi 


Enterobacter kobei 
bacter kobei Bacteria; 


ref |NR_028993.1 
5 546925 Entero 
teriaceae; Enterobacter. 
ref|NR_028991.1| Sporomusa aerivorans 
4 Sporomusa aerivorans Bacteria; 


ref|NR_028987.1| Pseudomonas trivialis 
0 Pseudomonas trivialis Bacteria; 
aceae; Pseudomonas. 
ref|NR_028986.1| Pseudomonas 
2 Pseudomonas poae Bacteria; 
aceae; Pseudomonas. 
ref|NR_028985.1| Pseudomonas congelans 
6 Pseudomonas congelans Bacteria; 
aceae; Pseudomonas. 

ref |NR_028938.1| Morganella morganii 

2 Morganella morganii Bacteria; 
teriaceae; Morganella. 

ref|NR_028897.1| Desulfobacterium 

4 686292 Desulfobacterium indolicum 
Desulfobacteraceae; Desulfobacterium. 
ref|NR_028889.1| Brevundimonas 

8 698533 Brevundimonas aurantiaca 
aulobacteraceae; Brevundimonas. 
ref|NR_028886.1| Paenibacillus graminis 
9 Paenibacillus graminis Bacteria; 


poae 


265678310 


macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 


ref|NR_028837.1| Vibrio ruber strain 
o ruber Bacteria; Proteobacteria; 
ref|NR_028826.1| Pseudomonas 
784432 785869 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref|NR_028809.1| Pseudoalteromonas 
8 810417 Pseudoalteromonas phenolica 
seudoalteromonadaceae; 
ref|NR_028801.1| Pseudomonas indica 
9 Pseudomonas indica Bacteria; 
aceae; Pseudomonas. 
ref|NR_028722.1| Pseudoalteromonas 
937095 938588 Pseudoalteromonas 
nadales; Pseudoalteromonadaceae; 
ref|NR_028712.1| Simplicispira 
952645 954156 Simplicispira 
lderiales; Comamonadaceae; 
ref |NR_028708.1| Geobacillus 
ce 957258 958773 Geobacillus 
Geobacillus. 
ref|NR_028683.1| Acidaminobacter 
e 994185 995652 Acidaminobacter 
Clostridiales Family XII. Incertae 
ref|NR_028662.1| Desulfobacca 
1026088 1027591 Desulfobacca 
phobacterales; Syntrophaceae; 
ref|NR_028645.1| Marinospirillum 
31 1052062 Marinospirillum insulare 
Marinospirillum. 
ref|NR_028612.1| Acrocarpospora 


1098650 1100098 Acrocarpospora 


macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Streptosporangiaceae; Acrocarpospora. 

477522 Bacteria_16S 1134970 1134941 26 55 gi|253680766|ref|NR_028014.1 
strain YB1 16S ribosomal RNA, partial sequence 1134932 11363 

Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

477522 Bacteria_16S 1136514 1136457 29 86 gi| 253680765 |ref|NR_028013.1 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

477522 Bacteria_16S 1144167 1144138 26 55 gi|253680760|ref|NR_028008.1 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 114556 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Ps 
Pseudomonas. 

477522 Bacteria_16S 1169876 1169827 24 73 gi|228719618|ref|NR_027583.1 
DSM 43833 16S ribosomal RNA, partial sequence 1169826 1171294 Thermobispora 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Thermobispora. 

477522 Bacteria_16S 1184941 1184912 26 55 gi|228716090|ref|NR_027546.1 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
477522 Bacteria_16S 1186452 1186423 26 55 gi|228716058|ref|NR_027545.1 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
477522 Bacteria_16S 1187963 1187934 26 55 gi|228716012|ref|NR_027544.1 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 11893 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
477522 Bacteria_16S 1189474 1189445 26 55 gi| 228715942 |ref|NR_027543.1 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
477522 Bacteria_16S 1201671 1201642 26 55 gi|228715358|ref|NR_027530.1 
DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitan 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

477522 Bacteria_16S 1206237 1206180 29 86 gi|228715354|ref|NR_027526.1 
mitsuokai DSM 15897 16S ribosomal RNA, partial sequence 1206179 1207663 Cateni 
15897 Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 
477522 Bacteria_16S 1212244 1212215 26 55 gi| 224581437 |ref|NR_027219.1 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 12136 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
477522 Bacteria_16S 1213737 1213708 26 55 gi|224581436|ref|NR_027218.1 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 12151 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas 
477522 Bacteria_16S 1227274 1227245 26 55 gi| 219878281 |ref|NR_025420.1 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 12287 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
477522 Bacteria_16S 1231890 1231845 26 71 gi|219878271|ref|NR_025410.1 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequence 1231844 123328 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
477522 Bacteria_16S 1266488 1266431 29 86 gi|219846423|ref|NR_026014.1 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 12679 

Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

477522 Bacteria_16S 1275397 1275368 26 55 gi|219846179|ref|NR_025769.1 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromo 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
477522 Bacteria_16S 1330071 1330014 29 86 gi|219846082|ref|NR_025672.1 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequenc 


sporangineae; 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Pseudomonas 
1 Pseudomonas 
eudomonadaceae; 


Thermobispora bispora 
bispora DSM 43833 


seudonocardiaceae; 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia frederiksenii 


82 Yersinia frederiksenii ATCC 33641 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 
Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Halomonas axialensis 


46 Halomonas axialensis Bacteria; 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


O°. 
Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Massilia timonae 


23 Massilia timonae Bacteria; 


Chromohalobacter 

halobacter sarecensis 
Chromohalobacter. 
Bifidobacterium 

e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


477522 Bacteria_16S 


metallidurans str 
metallidurans CH3 
Cupriavidus. 


477522 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; G 


477522 Bacteria_16S 


strain LMG 2210 1 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 
477522 Bacteria_16S 1419156 1419107 30 79 gi|224581445 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

477522 Bacteria_16S 1454470 1454441 26 55 gi| 224581417 


; Bifidobacteriaceae; Bifidobacterium. 


1337696 1337639 29 86 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


1411578 1411549 26 55 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1414593 1414564 26 55 gi 


gi 


14115371 


6S ribosomal RNA, partial sequence 14145521 


228721484 
quence 
bacteria; 
224581450 
4130 
seudoalter 
224581448 
4160 


ref|NR_027607.1 
1337638 133913 
Burkholderiales; 
ref |NR_027234.1 


omon 
ref 


adaceae; Alg 
NR_027230.1 


acea 
ref 


e; Pseudomon 
NR_027227.1 


doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 


as. 
Bacillus infernus 


13 Bacillus infernus Bacteria; 


ref|NR_027198.1 
1454432 145591 


Oceanimonas 
5 Oceanimonas 


477522 Bacteria_ 


strain SW32 16S r 
G 


Proteobacteria; 
477522 Bacteria_ 


strain SA35 16S r 


16S 1483200 1483171 26 55 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
16S 1492332 1492303 26 55 


ibosomal RNA, partial sequence 


gi 


1483159 14846 


219857506 


ref|NR_025094.1| Kushneria marisflavi 
53 Kushneria marisflavi Bacteria; 


Halomonadaceae; Kushneria. 
gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
1492298 1493711 Xanthobacter agilis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

477522 Bacteria_16S 1505638 1505609 26 55 gi|219846365|ref|NR_025956.1| Thermoanerobacter 

brockii subsp. lactiethylicus strain SEBR 5268 16S ribosomal RNA, partial sequence 1505601 1507107 
Thermoanerobacter brockii subsp. lactiethylicus Bacteria; Firmicutes; Clostridia; 

Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 

477522 Bacteria_16S 1545192 1545163 26 55 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 

strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

477522 Bacteria_16S 1546706 1546677 26 55 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 

strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

477522 Bacteria_16S 1578156 1578127 26 55 gi|219846381|ref|NR_025972.1| Pseudomonas balearica 

strain SP1402 16S ribosomal RNA, partial sequence 1578118 1579573 Pseudomonas balearica Bacteria; 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

477522 Bacteria_16S 1657366 1657337 26 55 gi|219878436|ref|NR_025575.1| Vibrio fortis strain 

CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibrio fortis Bacteria; Proteobacteria; 

Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

477522 Bacteria_16S 1658921 1658892 26 55 gi|219878435|ref|NR_025574.1| Grimontia hollisae 


strain 75-80 16S 
Proteobacteria; 
477522 Bacteria_ 
strain CFBP 2341 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


strain LMG 20362 
Proteobacteria; 


strain LMG 2096 


Proteobacteria; 


Proteobacteria; 


strain LMG 20546 
Proteobacteria; 


strain LMG 20536 
Proteobacteria; 


livingstonensis s 
livingstonensis B 
Shewanella. 


477522 Bacteria_16S 


strain DSM 30063 
Proteobacteria; 


G 


G 
477522 Bacteria_16S 
strain TO1 16S ri 
G 
477522 Bacteria_16S 
CAIM 578 16S ribo 
Gammaproteobacter 
477522 Bacteria_16S 
strain R-8904 16S 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
477522 Bacteria_16S 
strain RB-8 16S r 
G 
477522 Bacteria_16S 


G 
477522 Bacteria_16S 


G 
477522 Bacteria_16S 
R-3712 16S riboso: 
Gammaproteobacter 
477522 Bacteria_16S 
LMG 19999 16S rib 
G 
477522 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
477522 Bacteria_16S 


G 
477522 Bacteria_16S 


G 
477522 Bacteria_16S 


G 
477522 Bacteria_16S 


ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
16S 1694009 1693980 26 55 gi 


ammaproteobacteria; Pseudomonadales; P 
1695553 1695524 26 55 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1698637 1698608 26 55 gi 


ia; Vibrionales; Vibrionaceae; Vibrio. 
1710888 1710863 23 48 gi 
ribosomal RNA, partial sequence 


1736704 1736675 26 55 
ibosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1776071 1776042 26 55 gi 


gi 


ammaproteobacteria; Vibrionales; Vibri 
1783628 1783599 26 55 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
1791179 1791150 26 55 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1792653 1792624 26 55 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
1794208 1794179 26 55 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1795693 1795664 26 55 gi 
ammaproteobacteria; Vibrionales; Vibri 
1797247 1797218 26 55 gi 
ammaproteobacteria; Vibrionales; Vibri 
1846259 1846230 26 55 gi 
train NF22 16S ribosomal RNA, partial 
acteria; Proteobacteria; Gammaproteoba 


1990887 1990858 26 55 gi 


ammaproteobacteria; Enterobacteriales; 


1658880 16603 


16S ribosomal RNA, partial sequence 1693968 16954 


1695512 16970 


somal RNA, partial sequence 1698596 1700102 Vibri 


1710844 17122 


16S ribosomal RNA, partial sequence 1776030 17774 


1791138 1792572 Vibri 


1794167 1795601 Vibri 


16S ribosomal RNA, partial sequence 1795652 17971 


16S ribosomal RNA, partial sequence 1797206 17986 


16S ribosomal RNA, partial sequence 1990842 19923 


onaceae; G 
219878411 


seudomonad 
219878410 


seudomonad 
219878408 


219878400 


Enterobac 
219878200 


1992432 1992403 26 55 gi 


83 Grimontia hollisae Bacteria; 
rimontia. 
ref|NR_025550.1| Pseudomonas cannabina 
61 Pseudomonas cannabina Bacteria; 
aceae; Pseudomonas. 

ref|NR_025549.1| Pseudomonas tremae 

05 Pseudomonas tremae Bacteria; 

aceae; Pseudomonas. 

ref|NR_025547.1| Vibrio pomeroyi strain 
© pomeroyi Bacteria; Proteobacteria; 


ref|NR_025539.1| Loktanella salsilacus 
58 Loktanella salsilacus Bacteria; 


hodobacteraceae; Loktanella. 
219878383|ref|NR_025522.1| Oleispira antarctica 
1736673 1738109 Oleispira antarctica Bacteria; 
Oleispira. 
219878352|ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 
onaceae; Vibrio. 
219878347|ref|NR_025486.1| Halomonas muralis 
1783587 1785079 Halomonas muralis Bacteria; 
Halomonadaceae; Halomonas. 
219878341|ref|NR_025480.1| Vibrio chagasii strain 
o chagasii Bacteria; Proteobacteria; 
219878340|ref|NR_025479.1| Vibrio pacinii strain 
1792623 1794116 Vibrio pacinii Bacteria; 
onaceae; Vibrio. 
219878339|ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 
219878338|ref|NR_025477.1| Vibrio brasiliensis 
55 Vibrio brasiliensis Bacteria; 
onaceae; Vibrio. 
219878337|ref|NR_025476.1| Vibrio neptunius 
73 Vibrio neptunius Bacteria; 
onaceae; Vibrio. 
219878304 |ref|NR_025443.1| Shewanella 
sequence 1846218 1847712 Shewanella 
cteria; Alteromonadales; Shewanellaceae; 
219878201|ref|NR_025340.1| Serratia grimesii 


36 Serratia grimesii Bacteria; 
teriaceae; Serratia. 


ref|NR_025339.1| Serratia fonticola 


strain DSM 4576 16S ribosomal RNA, partial sequence 1992387 1993876 Serratia fonticola Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serratia. 


477522 Bacteria_ 
strain DSM 30118 
Proteobacteria; 


proteus strain 42 
Bacteria; 


strain Eb 13/82 1 
Proteobacteria; 


strain S1/1-984 1 
Proteobacteria; 


strain ATCC 15257 
Bacteria; 


strain ATCC 15253 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
477522 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; 


elongatus strain 


elongatus Bacteri 


Microbulbifer. 


477522 Bacteria_16S 
salipaludis strai 
Proteob 
477522 Bacteria_16S 


Bacteria; 


strain Ps 9-14 16 
Proteobacteria; 


Pseudomonas. 


477522 Bacteria_16S 


strain Pss 26 16S 
Proteobacteria; 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


477522 Bacteria_16S 


strain KMM 3582 1 
Proteobacteria; 


indicus strain CI 
15286 Bacteria; T 
Thermodesulfatato 


477522 Bacteria_16S 


costantinii strai 
costantinii Bacte 
Pseudomonas. 


477522 Bacteria_16S 


californiensis st 
californiensis Ba 


477522 Bacteria_16S 


ATCC 43380 16S ri 
Proteobacteria; G 


477522 Bacteria_16S 


NCTC 5923 16S rib 
Proteobacteria; G 


477522 Bacteria_16S 


strain ATCC 33638 
Bacteria; Proteob 


477522 Bacteria_16S 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 


G 
477522 Bacteria_1 
DSM 5563 16S ribo 
Gammaproteobacter 
477522 Bacteria_1 


Proteob 
477522 Bacteria_1 


G 
477522 Bacteria_1 


G 
477522 Bacteria_1 


Proteob 
477522 Bacteria_1 


G 
477522 Bacteria_16S 


Gammapro 
477522 Bacteria_16S 
umsongensis strain Ps 3- 
umsongensis Bacteria; Pr 


G 
477522 Bacteria_16S 


G 
477522 Bacteria_16S 


16S 1997058 1997029 26 55 gi 
ammaproteobacteria; Enterobacteriales; 


6S 1998597 1998568 26 55 gi 


ia; Enterobacteriales; 
6S 2000131 2000102 26 55 gi 
16S ribosomal RNA, partial sequence 


6S 2003199 2003170 26 55 gi 
ammaproteobacteria; Enterobacteriales; 


6S 2006292 2006263 26 55 gi 


ammaproteobacteria; Enterobacteriales; 
6S 2021319 2021282 29 66 gi 
16S ribosomal RNA, partial sequence 


6S 2022808 2022771 29 66 gi 
16S ribosomal RNA, partial sequence 


2028812 2028755 29 86 
S ribosomal RNA, partial sequence 


gi 


2115941 2115912 26 
DSM 681 
a; Prot 


55 gi 


2137114 2137085 26 
n SM-1 
acteria 


55 gi 


2143105 2143076 26 
S ribos 


55 

omal RNA, partial sequence 
teobacteria; Pseudomonadales; 
2144610 2144581 26 55 gi 
10 16S ribosomal RNA, partial s 
oteobacteria; 


gi 


2146115 2146086 26 
riboso 
ammapro 


55 

mal RNA, partial sequence 
teobacteria; Pseudomonadales; P 
2162687 2162630 22 79 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


gi 


2188598 2188569 26 55 gi 
ammaproteobacteria; Alteromonadales; S 
2223259 2223222 28 65 gi 
R29812 16S ribosomal RNA, partial sequ 
hermodesulfobacteria; Thermodesulfobac 
ry 

2233997 2233968 26 55 gi 
n CFBP 5705 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


2237070 2237041 26 55 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
2238575 2238546 26 55 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2240086 2240057 26 55 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2241597 2241568 26 55 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 
2243108 2243079 26 55 gi 


16S ribosomal RNA, partial sequence 1997016 19 


somal RNA, partial sequence 1998561 2000045 Pr 
Enterobacteriac 


acteria; Gammaproteobacteria; Enteroba 


6S ribosomal RNA, partial sequence 2003168 20 


6S ribosomal RNA, partial sequence 2006247 20 


acteria; Alphaproteobacteria; Caulobac 


0 16S ribosomal RNA, partial se 
eobacteria; Gammaproteobacteria 


16S ribosomal RNA, partial sequ 
Gammaproteobacteria; Alteromo 


P 


Gammaproteobacter 


219878197 


Entero 
219878196 


eae; Pr 
219878195 
20 
cteriales; 
219878193 


Entero 
219878191 


Entero 
219878181 
20 
terales; 
219878180 
20 
aulobac 

219878176 


2028754 20301 
ammaproteobacteria; Chromatiales; Chro 


matiaceae; 
219857657 
quence 


v 


219857643 
en 
nadales; 
219857639 


2143068 21445 
udomonad 


se 
219857638 

equence 

ia; 


’ 


219857637 


2146078 21475 
udomonad 


se 
219857626 
equence 
teria; 


219857606 


6S ribosomal RNA, partial sequence 2188558 21900 
wanellac 


he 
219857583 
ence 22232 
teriales; 


219857576 
sequence 
ia; 


, 


219857574 
quence 

idiales; 
219857573 


2238534 22399 


Enterobac 
219857572 


2240045 22415 


Enterobac 
219857571 
22415 
cteriales; 
219857570 


985 
bac 


agi 
agi 


000 
046 
bac 


077 
bac 


212 
c 


227 
ter 


Alteromo 


ce 21370 
Alter 


Pseudo: 


Des 


Pseudo: 


c 


ref|NR_025336.1 
teri 
ref 
a fo 
a. 
ref |NR_025334.1 
96 2001585 Obesu: 
Enterobacteriac 
ref |NR_025332.1 


aceae; Prot 
NR_025335.1 
ntium Bacter 


teriaceae; Budvi 
ref |NR_025330.1 
41 Buttiauxella 
teriaceae; Butti 
ref |NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref|NR_025315.1 
Chromatium. 
ref |NR_025246.1 

2115900 211739 
nadales; 


ref|NR_025232.1 
73 2138564 Microb 
omonadaceae; 
ref|NR_025228.1 
aceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
monadales; Pseud 
ref|NR_025226.1 
acea 
ref 


e; Pseudomon 
NR_025215.1 
162629 216416 
ulfovibrionales; 


ND 


ref|NR_025195.1 
eae; Shewanella 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 


lostridiace 
ref|NR_025161.1 
94 Yersinia 
teriaceae; Yersi 
ref|NR_025160.1 


teriaceae; Yersi 
ref|NR_025159.1 
56 2243016 Yersin 
Enterobacteriac 


Proteus vulgaris 


10 Proteus vulgaris Bacteria; 
e 


us. 
Pragia fontium strain 
ia; Proteobacteria; 


Obesumbacterium 


mbacterium proteus 


eae; Obesumbacterium. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 
Chromatium okenii 


44 Chromatium okenii Bacteria; 


Microbulbifer 
0 Microbulbifer 


Alteromonadaceae; 


Microbulbifer 

ulbifer salipaludis 
Microbulbifer. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 

Desulfovibrio 

3 Desulfovibrio 
Desulfovibrionaceae; 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Thermodesulfatator 
desulfatator indicus 
teriaceae; 


DSM 


Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Tindallia 

3 Tindallia 

indallia. 

Yersinia rohdei strain 


rohdei Bacteria; 


nia. 
Yersinia pestis strain 


05 Yersinia pestis Bacteria; 


nia. 

Yersinia kristensenii 
ia kristensenii 

eae; Yersinia. 
Yersinia 


ref|NR_025158.1 
224306 


7 2244527 Yersinia 


pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Yersinia. 


477522 Bacteria_16S 


ruthenica strain 
Bacteria; 
Pseudoalteromonas. 


477522 Bacteria_16S 


strain ACEM 9 16S 


2270835 2270806 26 


2293558 2293529 26 


2300970 2300929 26 


2320797 2320768 26 


55 


55 


ribosomal RNA, partial sequence 

Proteobacteria; Gammaproteobacteria; Alteromonadales; 
477522 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 
477522 Bacteria_16S 


67 


55 


gi 


gi 
22 
gi 


gi 


strain CFML 97-391 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
477522 Bacteria_16S 


2322349 2322320 26 


55 


gi 


strain CFML 97-514 16S ribosomal RNA, partial sequence 


Bacteria; 


2344839 2344787 26 


78 


gi 


219857552 


219857535 


219857529 


2300928 2302353 Afipia birgiae Bacteria; 


219857515 
23207 


219857514 
23223 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
477522 Bacteria_16S 
granivorans strain A30 16S ribosomal RNA, partial sequence 


219857497 
23447 


ref|NR_025140.1| Pseudoalteromonas 


KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


ref|NR_025123.1| Shewanella olleyana 


93525 2294983 Shewanella olleyana Bacteria; 
Shewanellaceae; 


Shewanella. 


ref|NR_025117.1| Afipia birgiae strain 


Proteobacteria; 


ref|NR_025103.1| Pseudomonas brenneri 
64 2322265 Pseudomonas brenneri Bacteria; 
Pseudomonas. 

ref|NR_025102.1| Pseudomonas grimontii 
16 2323816 Pseudomonas grimontii 
Pseudomonas. 
ref|NR_025085.1| Paenibacillus 

86 2346268 Paenibacillus granivorans 


Bacteria; 


Firmicutes; 
477522 Bacteria_16S 

strain YKJ-16 16S 
Proteobacteria; 
477522 Bacteria_16S 
viterbiensis stra 


Bacillales; 


2390384 2390355 26 
ribosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
2405568 2405539 26 
in JW/MS-VS5 16S ribosomal RNA, partial 


Paenibacillaceae; 
55 


55 


Paenibacillus. 
gi|219857466|ref 


NR_025054.1 


Halomonas alimentaria 


2390343 2391835 Halomonas alimentaria Bacteria; 


gi|219857456|ref 


2405537 240701 


Halomonas 
NR_025044.1 


Caloramator 


viterbiensis Bacteria; 
477522 Bacteria_16S 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 


Bacteria; 


Firmicutes; 
2424101 2424044 29 


2439053 2438996 29 


Clostridia; 


86 


86 


psychrophilus strain Z-0021 16S ribosomal RNA, 


psychrophilus Bacteria; 


Methylobacter. 


477522 Bacteria_16S 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequ 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; 
Aeromonas. 
477522 Bacteria_16S 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Legio 


Aeromonadaceae; 


beliardensis Bacteria; 
477522 Bacteria_16S 


Proteobacteria; 


2455821 2455792 26 


2502463 2502406 29 


Proteobacteria; 
2548975 2548930 26 


Gammaproteobacteria; Methylococcales; 


55 


86 


vei 


strain C-29 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 
477522 Bacteria_16S 
acidaminophilum strain DSM 3953 16S ribosomal RNA, partial sequen 
acidaminophilum Bacteria; 
477522 Bacteria_16S 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequen 
naphthovorans Bacteria; 
477522 Bacteria_16S 


2564255 2564202 25 


Firmicutes; 
2607353 2607324 26 


Proteobacteria; 
2636459 2636414 29 


78 


Clostridia; 


55 


Gammaproteobacteria; 


74 


Proteobacteria; Gammaproteobacteria; Chromatiales; 
477522 Bacteria_16S 


sequence 6 Caloramator 
Clostridiales; Clostridiaceae; Caloramator. 
gi|219857442|ref|NR_025030.1| Halothiobacillus 
2424042 2425535 Halothiobacillus kellyi 
Halothiobacillaceae; Halothiobacillus. 
gi|219857428|ref|NR_025016.1| Methylobacter 
complete sequence 2438995 2440521 Methylobacter 


gi 


gi 
gi 
25 
gi 


gi 


gi 


strain CDC 2991-81 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


477522 Bacteria_16S 
fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequen 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 
477522 Bacteria_16S 
strain DSM 5069 16S ribosomal RNA, partial sequence 2789778 27912 
Thermotogaceae; 


Microbacteriaceae; 


Bacteria; 


Pseudomonas. 


477522 Bacteria_16S 
hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 
hibiscicola Bacteria; 


Pseudomonas. 


477522 Bacteria_16S 


strain ATCC 13522 
Bacteria; 


Thermotogae; 
477522 Bacteria_16S 

alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 
alcaliphila Bacteria; 


2783717 2783664 29 


2789819 2789790 26 


Thermotogales; 
2815301 2815272 26 


Proteobacteria; 
2850363 2850318 29 
Proteobacteria; 


2853474 2853445 26 


2862769 2862740 26 


82 


55 


55 


74 


55 


55 


gi 


gi 


gi 


Gammaproteobacteria; 


gi 


Gammaproteobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
477522 Bacteria_16S 


gi 


Clostridiales; 


Thermotoga. 


219857413 
Gammap 
219857380 
219857344 
48929 25503 


219857291 


219857263 
Ocea 
219857233 
26364 
Enterobac 
219857127 


Actinomy 


219857123 


219856913 


219856890 
sequence 


219856888 
28534 


Pseudomonadales; 


Pseudomonadales; 


Methylococcaceae; 


ref|NR_025001.1| Aeromonas salmonicida 
ence 2455783 2457213 Aeromonas 
roteobacteria; Aeromonadales; 
ref|NR_024968.1| Legionella 

2502405 2503874 Legionella 
nellales; Legionellaceae; Legionella. 
ref|NR_024932.1] Bartonella koehlerae 
43 Bartonella koehlerae Bacteria; 
Bartonella. 
ref|NR_024922.1| Eubacterium 

ce 2564201 2565708 Eubacterium 
Eubacteriaceae; Eubacterium. 
ref|NR_024894.1] Neptunomonas 

ce 2607312 2608777 Neptunomonas 
nospirillales; Neptunomonas. 
ref|NR_024861.1| Citrobacter farmeri 
13 2637923 Citrobacter farmeri Bacteria; 
teriaceae; Citrobacter. 

ref|NR_024755.1| Okibacterium 

ce 2783663 2785168 Okibacterium 

cetales; Micrococcineae; 


ref|NR_024751.1|] Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


ref|NR_024734.1] Pseudomonas 
2815260 2816748 Pseudomonas 
Pseudomonadaceae; 


ref|NR_024709.1| Pseudomonas 
2850317 2851835 Pseudomonas 
Pseudomonadaceae; 


ref|NR_024707.1| Pseudomonas savastanoi 
33 2854934 Pseudomonas savastanoi 
seudomonadaceae; Pseudomonas. 


219856882 


ref|NR_024701.1| Pseudomonas halophila 


strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


477522 Bacteria_16S 


2892049 2892020 26 


55 


strain S-1 16S ribosomal RNA, partial sequence 


477522 Bacteria_16S 


minutulum strain ATCC 19193 16S ribosomal RNA, partial sequence 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


477522 Bacteria_16S 


japonicum strain ATCC 19191 16S ribosomal RNA, partial sequence 
japonicum Bacteria; Proteobacteria; Gammaproteobacteria; 


477522 Bacteria_16S 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, partial sequence 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


477522 Bacteria 


strain JCM1240 1 


16S 


477522 Bacteria 16S 


strain JCM1235 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


477522 Bacteria_16S 


strain JCM1237 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


477522 Bacteria 16S 


strain JCM6051 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


cloacae complex. 
477522 Bacteria_16S 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


477522 Bacteria_16S 


mediterraneus strain CH-B427 16S ribosomal RNA, partial sequence 
mediterraneus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 
477522 Bacteria_16S 


pantotrophus strain ATCC 35512 16S ribosomal RNA, partial 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
477522 Bacteria_16S 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 30950 
Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Bacteria; 
477522 Bacteria_16S 
strain 22-7934 16S 
Firmicutes; 
477522 Bacteria_16S 
antarctica strain 
antarctica Bacteria; 
Psychromonas. 
477522 Bacteria_16S 
strain A901/1 16S 


477522 Bacteria_16S 
pontiacus ChLG-10 
Bacteria; 
477522 Bacteria_16S 


pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromat 


477522 Bacteria_16S 


CECT 4600 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


477522 Bacteria_16S 
strain TagT2C 16S 


477522 Bacteria_16S 
strain Feox-1 16S 


477522 Bacteria_16S 
strain ATCC 13313 


477522 Bacteria_16S 
strain ATCC 29903 


477522 Bacteria_16S 


riboso 
Clostridia; 


star-1 


riboso 
Proteobacteria; Alphaproteobacteria; 


ribosomal RNA, 


2927063 2927034 26 


2931550 2931521 26 


2934572 2934543 26 


2946765 2946736 26 


2948257 2948228 26 


2949745 2949716 26 


2952744 2952715 26 


2966314 2966285 26 


3062223 3062194 26 


3084748 3084719 26 


3095144 3095087 29 


3101095 3101066 26 


Clostridiales; 
3116170 3116141 26 


3134129 3134100 26 


3143206 3143177 26 


3149221 3149168 29 


3226718 3226689 26 


3239002 3238973 26 


3268935 3268878 29 


3270493 3270448 29 


3272030 3271985 29 


3307191 3307162 26 


55 


55 


55 


55 


6S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


55 


55 


55 


55 


55 


55 


86 


55 


mal RNA, partial sequence 
Clostridiaceae; Tindallia. 


55 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteri 


55 


mal RNA, partial sequence 
Rhodobacterales; Rhodobacter 


55 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


82 


55 


55 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


86 


complete sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


74 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


74 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


55 


gi| 219856861 
2892009 28935 


gi| 219856838 


gi| 219856835 


gi| 219856833 


gi| 219856825 


2946729 29481 


gi] 219856824 
2948221 29496 


gi| 219856823 
2949709 29511 


gi| 219856821 
2952708 29541 


gi| 219846946 


gi|219846880 


gi| 219846865 
sequenc 
Rhodo 
gi| 219846858 
Suc 
gi|219846854 
3101054 31025 


gi|219846844 


gi| 219846832 
3134094 31355 


gi| 219846826 
31431 


gi|219846822 
gi|219846769 
3226672 32281 


gi|219846761 
3238968 32403 


gi| 219846741 
3268876 32703 


gi|219846740 
32704 


gi|219846739 
32719 


Oceanospirillales; 


Oceanospirillales; 


Rhodobacterales; Rho 


a; Alteromonadales; 


ref|NR_024680.1 


ref|NR_024657.1 
2927022 292847 
Marin 
ref|NR_024654.1 
2931509 293296 


ref |NR_024652.1 
293453 
Oceanospirillale 
ref|NR_024644.1 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio 


Marinospirillum 
7 Marinospirillum 
ospirillum. 

Pseudospirillum 
7 Pseudospirillum 


Pseudospirillum. 


Oceanospirillum 
1 2935988 Oceanospirillum 
s; Oceanospirillum. 
Serratia rubidaea 


70 Serratia rubidaea Bacteria; 


teriaceae; Serra 
ref |NR_024643.1 


teriaceae; Enter 
ref |NR_024642.1 


teriaceae; Enter 
ref|NR_024640.1 


teriaceae; Enter 


ref|NR_026538.1 


teriaceae; Dicke 
ref |NR_026472.1 
3062186 306360 


ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


ref|NR_026450.1 
79 3096617 Rumino 
cinivibrionaceae 
ref|NR_026446.1 


ref|NR_026436.1 
116131 311762 
Psychr 


w 


ref|NR_026424.1 


aceae; Paracoccu 
ref|NR_026418.1 
69 3144565 Sulfit 
hodobacteraceae; 
ref|NR_026414.1 

3149167 315062 
iales; Chromatia 
ref |NR_026361.1 


ibrio. 
ref |NR_026353.1 


ae; 
ref |NR_026333.1 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; Shige 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; Shige 


gi|219846716 


tia. 
Enterobacter aerogenes 


58 Enterobacter aerogenes Bacteria; 


obacter. 
Enterobacter amnigenus 


57 Enterobacter amnigenus Bacteria; 


obacter. 
Enterobacter asburiae 


29 Enterobacter asburiae Bacteria; 


obacter; Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 


ya. 

Sulfitobacter 
0 Sulfitobacter 
dobacteraceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


Ruminobacter 

bacter amylophilus 

; Ruminobacter. 
Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Psychromonas 
9 Psychromonas 
omonadaceae; 


Paracoccus alkenifer 


01 Paracoccus alkenifer Bacteria; 


Ss. 

Sulfitobacter 

obacter pontiacus 
Sulfitobacter. 
Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Vibrio tapetis strain 


43 Vibrio tapetis Bacteria; 


Xanthobacter tagetidis 


79 Xanthobacter tagetidis Bacteria; 
Xanthobacter. 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
ilas 

Shigella flexneri 

la flexneri Bacteria; 
Lila. 


ref |NR_026308.1 


Xanthobacter 


autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


477522 Bacteria_16S 


3308653 3308624 26 


55 


strain 301 16S ribosomal RNA, partial sequence 


Halomonas. 


477522 Bacteria_16S 


3319188 3319159 26 


3352630 3352601 26 


Proteobacteria; 


55 


55 


strain FB2 16S ribosomal RNA, partial sequence 


Proteobacteria; 


rubra strain ATCC 
Bacteria; 
Pseudoalteromonas. 


477522 Bacteria_16S 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial 
nigrifaciens Bacteria; 


Pseudoalteromonas. 


477522 Bacteria_16S 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequen 


luteoviolacea Bacteria; Gammaproteobacteria; Alte 


Pseudoalteromonas. 


477522 Bacteria_16S 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial seque 
Pseudoalteromonas ca 
Pseudoalteromonadaceae; 
477522 Bacteria_16S 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


aurantia Bacteria; 
Pseudoalteromonas. 


477522 Bacteria_16S 
IAM 12927 16S ribosomal RNA, partial s 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 


atlantica strain 


Pseudoalteromonas. 


477522 Bacteria_16S 


strain ATCC 43992 
Proteobacteria; 


Firmicutes; 


3419458 3419429 26 


3420934 3420905 26 
Proteobacteria; 
3422420 3422391 26 

Proteobacteria; 


3423901 3423872 26 


3425374 3425345 26 


3426860 3426831 26 


3428333 3428304 26 
3593751 3593722 26 
Firmicutes; 


3599931 3599878 29 


3631532 3631487 29 


55 


55 


55 


55 


55 


55 


55 


55 


Clostridia; 


82 


74 


strain Dfrl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
strain ATCC 43910 


Mycobacterium. 


477522 Bacteria_16S 


3636052 3636003 29 


3648264 3648207 29 


78 


86 


gi 


3308619 33100 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
477522 Bacteria_16S 
pantelleriensis strain AAP 16S ribosomal RNA, partial sequence 
pantelleriensis Bacteria; 


gi 


Gammaproteobacteria; 


gi 


3352589 33540 
Gammaproteobacteria; Oceanospirillales; 
477522 Bacteria_16S 
29570 16S ribosomal RNA, partial sequence 34194 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


gi 


Gammaproteobacteria; 


gi 


gi 


gi 


gi 


gi 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; S 
477522 Bacteria_16S 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial 
cellobioparum Bacteria; 
477522 Bacteria_16S 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 36013 
Lactobacillales; Carnobacteriaceae; Dolosigranulum. 
477522 Bacteria_16S 


gi 


Clostridiales; 


gi 


gi 


3631486 36329 
Deltaproteobacteria; Desulfuromonadales 
477522 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


szegediense strain OR2 16S ribosomal RNA, partial seque 


Bacteria; 


Proteobacteria; 


3651344 3651287 29 


3748904 3748875 26 


86 


complete sequence 
Gammaproteobacteria; Methylococcales; Methylococc 
477522 Bacteria_16S 


55 


strain A089 16S ribosomal RNA, partial sequence 


Proteobacteria; 


3791124 3791067 29 


86 


strain 19L 16S ribosomal RNA, partial sequence 


3813911 3813882 28 


57 


Proteobacteria; Gammaproteobacteria; Methyloc 
477522 Bacteria_16S 
strain LK6 16S ribosomal RNA, 


gi 


3651286 36527 


gi 


3748871 37503 
Gammaproteobacteria; Vibrionales; Vibri 
477522 Bacteria_16S 


gi 


3791066 37925 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; 
477522 Bacteria_16S 
salegens strain DSM 5424 16S ribosomal RNA, partial sequence 


gi 


salegens Bacteria; Bacteroidetes; Flavobacteria; Flavob 
477522 Bacteria_16S 3823134 3823078 29 85 gi 
parahaemolyticus strain 536 16S ribosomal RNA, complete 
parahaemolyticus Bacteria; Proteobacteria; Gammaproteob 
Haemophilus. 

477522 Bacteria_16S 3827716 3827659 29 86 gi 


hominis strain 6573 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 


219846715 


219846706 
Oc 
219846682 


Halomonad 
219846631 


P 


219846630 
sequenc 
Alter 


219846629 


219846628 


219846627 
Alteromon 


219846626 
equence 


219846625 
34282 
hewanellac 
219846512 
sequence 
cl 
219846506 


219846484 


; Geobacte 
219846481 
36360 
Cory 


219846472 
nce 36482 
occales; 
219846470 


219846401 


onaceae; V 
219846369 


219846353 


acteriales 
219846347 
sequence 


acteria; P 


ref 


ref 


ref 


ref 
nce 


ref 


eae; 


ref 


ref 


ref 


ref 


ref 


ref 


acea 
ref 


ibri 
ref 
ref 


ae age 
ref 


aste 


219846344 


ref 


30 Xanthobacter 


18 3420843 Pseudo 
seudoalteromonadaceae; 


e 3420894 342232 
omon 


ce 3422380 342381 
romo 


3425334 342676 
adal 


3426820 342824 
nada 


93 3429730 Shewan 


3593717 359520 
ostr 


02 3637503 Mycoba 
neba 


06 3649696 Methyl 
Methy 


76 Methylocaldum 


55 Acholeplasma 
Achol 


3813879 381534 


3823071 382454 


NR_026307.1 


NR_026222.1 


adales; Pseu 


NR_026221.1 
nadales; Pse 
NR_026220.1 

342386 
NR_026219.1 
es; Pseudoal 
NR_026218.1 


les; Pseudoa 


NR_026217.1 


Shewanella. 
NR_026104.1 


idiaceae; Cl 
NR_026098.1 
NR_026076.1 


ae; Geobacte 
NR_026073.1 


cterineae; M 


NR_026064.1 


lococcaceae; 
NR_026062.1 


e; Methyloca 
NR_025992.1 


oO. 
NR_025960.1 


eplasma. 
NR_025944.1 


avobacteriac 
NR_025938.1 


urellales; P 


Xanthobacter flavus 


flavus Bacteria; 


ae; Xanthobacter. 
ref|NR_026298.1] Halomonas 

3319157 3320633 Halomonas 
eanospirillales; Halomonadaceae; 
ref|NR_026274.1| Halomonas desiderata 
83 Halomonas desiderata Bacteria; 
aceae; Halomonas. 
ref|NR_026223.1| Pseudoalteromonas 


alteromonas rubra 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
0 Pseudoalteromonas 
udoalteromonadaceae; 


Pseudoalteromonas 
1 3425283 


rrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 
Pseudoalteromonas. 


Pseudoalteromonas 
9 Pseudoalteromonas 
teromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Clostridium 
3 Clostridium 
ostridium. 
Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 
race 


re 

Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Methylocaldum 
ocaldum szegediense 
Methylocaldum. 
Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Salegentibacter 

9 Salegentibacter 
eae; Salegentibacter. 
Haemophilus 

7 Haemophilus 
asteurellaceae; 


NR_025934.1 


Cardiobacterium 


3827653 3829122 Cardiobacterium hominis 


477522 Bacteria_16S 3833661 3833604 24 


strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 
Ruminococcaceae; 


Clostridia; Clostridiales; 


477522 Bacteria_16S 3836615 3836586 26 


strain 62 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


477522 Bacteria_16S 3853304 3853247 29 


strain SS-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


477522 Bacteria_16S 3887088 3887031 29 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; 


477522 Bacteria_16S 
strain N 155 16S 


3888627 3888570 29 


477522 Bacteria_16S 3890163 3890106 29 


UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella 


477522 Bacteria_16S 3903895 3903835 26 


amylolyticus strain NRRL NRS-290 16S ribosomal RNA, partial sequence 
Bacillales; 


amylolyticus Bacteria; 
477522 Bacteria_16S 


Firmicutes; 
3912949 3912920 26 


strain Gl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 


477522 Bacteria_16S 
salexigens strain 
Bacteria; 
477522 Bacteria_16S 


3969853 3969824 26 


3982776 3982747 26 


strain CL-SP19 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


477522 Bacteria_16S 3991693 3991664 28 


mishustinae strain KMM 6049 16S ribosomal RNA, partial 
Flavobacteria; 


mishustinae Bacteria; 
477522 Bacteria_16S 


Bacteroidetes; 
4002087 4002058 26 


lipolyticum strain M37 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 


Bacteria; 


477522 Bacteria_16S 4005106 4005077 26 


chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


chungwhensis Bacteria; 
Salinimonas. 
477522 Bacteria_16S 


Proteobacteria; 


4006569 4006532 26 


strain SW-2 16S ribosomal RNA, partial sequence 


Bacteroidetes; Sphingobacteria; 


477522 Bacteria_16S 4009650 4009621 26 


strain R22 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


477522 Bacteria_16S 
strain SW-120 16S 


4027798 4027769 26 


477522 Bacteria_16S 4029347 4029318 26 


strain SW-117 16S 


477522 Bacteria_16S 4058023 4057970 29 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequen 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actino 


Micrococcaceae; Citricoccus. 
477522 Bacteria_16S 4103269 4103240 26 


HT 2-1 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


477522 Bacteria_16S 4161675 4161646 28 


strain KMM 3902 16S ribosomal RNA, partial sequence 4161641 41630 
Flavobacteriales; 


Bacteroidetes; Flavobacteria; 


477522 Bacteria_16S 4172314 4172285 26 


nitratireducens strain Met 79 16S ribosomal RNA, partial 


nitratireducens Bacteria; 
477522 Bacteria_16S 
strain G3-29 16S 


Firmicutes; 
4186032 4186003 26 


477522 Bacteria_16S 4207118 4207089 26 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


WS 68 16S ribosomal RNA, partial sequence 39698 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellac 


Clostridia; 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


81 gi| 219846339 
Ruminococcus. 
55 gi| 219846337 

3836584 38380 
86 gi| 219846326 
3853246 38547 
86 


gi| 219846304 


86 gi| 219846302 


3888563 38900 
86 


gi| 219846301 


3890099 3891585 Kingella 


87 gi|219846292 
Paenibacillaceae; 
gi|219846285 


3912908 39143 


55 


55 gi|219846245 


55 gi| 219846236 


3982735 39841 
57 219846230 
sequence 


gi 


55 219846223 
40020 
Vibri 
219846221 


gi 


55 gi 
Alter 


63 gi| 219846218 


4006528 40080 


55 gi| 219846216 
4009610 40110 
55 gi| 219846204 


4027757 40292 
55 gi| 219846203 
4029306 40308 
82 


gi|219846181 


55 gi|219846150 
4103238 4104753 Vibri 


57 gi| 219846106 


Flavobacteriaceae 


55 gi| 219846098 

sequence 
Clostridiales; 

55 gi| 219846085 


4186000 41874 


55 gi| 219846070 


partial sequence 
Neisseriales; 


Flavobacteriales; 


ref |NR_025929.1 


ref |NR_025927.1 


ref |NR_025916.1 


ref |NR_025894.1 


ref |NR_025892.1 
Neisseria. 
ref |NR_025891.1 


ref |NR_025882.1 
390383 
Paenibacillus. 


ref|NR_025875.1 


teriaceae; 
ref|NR_025835.1 


ref |NR_025826.1 
eae; Idiomarina. 
ref |NR_025820.1 

3991660 399309 


ref|NR_025813.1 
46 4003543 Photob 
onaceae; Photoba 
ref|NR_025811.1 

4005071 400647 
omonadales; Alte 


ref|NR_025808.1 
03 Algoriphagus 
ref|NR_025806.1 


Idiomarina. 
NR_025794.1 


eae; 
ref 


Shewanella. 
NR_025793.1 


eae; 
ref 


eae; Shewanella. 
ref|NR_025771.1 
ce 4057969 405944 
mycetales; Micro 


ref|NR_025740.1 
o gallicus Bacte 
ref|NR_025696.1 
; Algibacter. 
ref|NR_025688.1 

4172278 417374 
Eubacteriaceae; 
ref|NR_025675.1 


ibrio. 
ref|NR_025660.1 


thermautotrophica strain 41 16S ribosomal RNA, partial sequence 


thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. 


Sedis; Carboxydocella. 


oralis Bacteria; 


Flavobacteriaceae; 


Ruminococcus albus 
Bacteria; Firmicutes; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
Halomonas. 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Vitreoscilla 


3887024 3888512 Vitreoscilla 
Neisseriaceae; 


Vitreoscilla. 
Neisseria flavescens 


48 Neisseria flavescens Bacteria; 


Kingella oralis strain 
Proteobacteria; 


Paenibacillus 
4 3905341 Paenibacillus 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 
Xenorhabdus. 


Rhodothalassium 


17 3971134 Rhodothalassium salexigens 
7 


Rhodothalassium. 
Idiomarina seosinensis 


97 Idiomarina seosinensis Bacteria; 


Salegentibacter 

7 Salegentibacter 
Salegentibacter. 
Photobacterium 
acterium lipolyticum 
cterium. 

Salinimonas 

7 Salinimonas 
romonadaceae; 


Algoriphagus marincola 


marincola Bacteria; 
Sphingobacteriales; Cyclobacteriaceae; Algoriphagus. 


Idiomarina ramblicola 


68 Idiomarina ramblicola Bacteria; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Citricoccus 
8 Citricoccus 
coccineae; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Algibacter lectus 


67 Algibacter lectus Bacteria; 


Garciella 
8 Garciella 
Garciella. 
Vibrio superstes 


86 Vibrio superstes Bacteria; 


4207086 420854 


Carboxydocella 
0 Carboxydocella 
Incertae 


477522 Bacteria_16S 4213259 4213230 26 55 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

477522 Bacteria_16S 81545 81517 26 54 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
antarctica strain NF3 16S ribosomal RNA, partial sequence 81499 83011 Pseudoalteromonas antarctica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

477522 Bacteria_16S 116829 116782 29 76 gi|265678984|ref|NR_029292.1| Corynebacterium 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
ulcerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

477522 Bacteria_16S 194442 194386 29 85 gi|265678933|ref|NR_029241.1| Methylococcus 
capsulatus strain Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 
477522 Bacteria_16S 322334 322286 29 77 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

477522 Bacteria_16S 352862 352822 26 66 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

477522 Bacteria_16S 354325 354285 26 66 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

477522 Bacteria_16S 452281 452221 26 86 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 

477522 Bacteria_16S 533295 533235 26 86 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

477522 Bacteria_16S 569985 569945 23 63 gi|265678672|ref|NR_028977.1| Pedobacter africanus 
strain K 1/K2 16S ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

477522 Bacteria_16S 689504 689460 29 73 gi| 265678589 |ref|NR_028894.1| Citrobacter freundii 
strain DSM 30039 16S ribosomal RNA, partial sequence 689459 690963 Citrobacter freundii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

477522 Bacteria_16S 851467 851411 29 85 gi|265678478|ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 


radiotolerans Bac 
Kineosporiaceae; 


477522 Bacteria_16S 


strain SS-2 16S r 


Bacteroidetes; 
477522 Bacteria_16S 


Sp 


strain II-2 16S r 


Bacteroidetes; 
477522 Bacteria_16S 


Sp 


strain BARC318 16 
Tenericutes; Moll 


477522 Bacteria_16S 


smaragdinae DSM 1 


11293 Bacteria; 
477522 Bacteria_16S 


s 


strain L1-82 16S 


Bacteria; 


Firmicu 
477522 Bacteria_16S 


violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 


477522 Bacteria_16S 


strain HM-7 
Firmicutes; 


477522 Bacteria_16S 
elongata s 
elongata subsp. 


subsp. 


Neisseria. 


477522 Bacteria_16S 


16S r 
Clost 


e 


lipocyclicus stra 
lipocyclicus Bact 


477522 Bacteria_16S 


teria; Actinobacteria; Actinobacterida 
Kineococcus. 

975734 975694 22 62 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
978672 978632 22 62 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
981681 981621 29 89 

S ribosomal RNA, 
icutes; Entomoplasmatales; Entomoplasm 
1168280 1168244 50 86 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1383153 1383101 29 81 gi 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
1425351 1425303 29 77 gi 
ain DSM 40438 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 


gi 


Sap 
gi 


Sap 
gi 


, 


975693 97713 


978631 98004 


complete sequence 981620 98314 


1383100 13845 


265678393 


rospiracea 
265678391 


rospiracea 
265678389 


ataceae; E 
228719827 
ce 11682 
taceae; Sp 
228716944 


spiraceae; 
224581441 
al sequenc 


1463458 1463426 23 55 gi| 224581410 
ibosomal RNA, partial sequence 1463419 14648 
ridia; Clostridiales; Clostridiales Family XIII. 

1507219 1507163 30 86 gi| 219846303 
train ATCC 25295 16S ribosomal RNA, complete seq 
longata Bacteria; Proteobacteria; Betaproteobact 

1581169 1581113 30 86 gi| 219878490 
in CCUG 44693 16S ribosomal RNA, partial sequenc 
eria; Proteobacteria; Alphaproteobacteria; Rhodo 

1610358 1610326 23 55 gi| 219878469 


e; Actinomycet 


ref 


e; L 
ref 


e; Li 


ref 


ref 


iroc 
ref 


Ros 
ref 


ref 
Inc 

ref 

uenc 


ref 


vari 


antarcticus strain EL-88 16S ribosomal RNA, partial sequence 
antarcticus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Roseisalinus. 


ref 


e 1425302 14268 
e; Actinomycet 


73 Mogibacterium 


eria; 


e 1581111 15825 


ales; Kineos 


NR_028695.1 


ewinella. 
NR_028693.1 


ewinella. 
NR_028691.1 


NR_027585.1 


43 1169775 Spiroc 


haeta. 
NR_027557.1 


eburia. 
NR_027223.1 
1 
t 


ales; Strep 


NR_027191.1 


ertae Sedis; 
NR_025893.1 
e 150715 
; Neisserial 
NR_025629.1 
6 


us. 


poriineae; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Lewinella cohaerens 


8 Lewinella cohaerens Bacteria; 


Entomoplasma freundtii 


1 Entomoplasma freundtii Bacteria; 
ntomoplasma. 


Spirochaeta 
haeta smaragdinae DSM 


Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Streptomyces 
1 Streptomyces 
omycineae; 


Mogibacterium diversum 
diversum Bacteria; 
Mogibacterium. 
Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Rhodovarius 
8 Rhodovarius 


NR_025608.1 


Roseisalinus 


1610323 1611743 Roseisalinus 


477522 Bacteria_ 
namibiensis strain HAG 010767 16S ribosomal RNA, partial 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; Actinomadura. 

477522 Bacteria_16S 1836993 1836953 24 64 gi|219878310|ref|NR_025449.1 
intestinalis strain DSM 6629 16S ribosomal RNA, partial sequence 1836949 183846 
intestinalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacil 
477522 Bacteria_16S 1838556 1838516 24 64 gi| 219878309 |ref|NR_025448.1 
strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 1840021 Lactobacillus 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

477522 Bacteria_16S 1870493 1870445 26 74 gi| 219878287 |ref|NR_025426.1 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 18719 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

477522 Bacteria_16S 2096185 2096157 29 57 gi|219878124|ref|NR_025263.1 


KMM 3909 16S ribo 
Flavobacteria; Fl 


477522 Bacteria_16S 


taiwanensis strai 


taiwanensis Bacteria; 
477522 Bacteria_16S 


pantheris strain 
pantheris Bacteri 


477522 Bacteria_16S 
train SL6 16S ribosomal RNA, partial sequence 
Thermodesulfobacteria; 


hydrogeniphilum s 
hydrogeniphilum B 
Thermodesulfobact 


477522 Bacteria_16S 
olearium strain SR1 16S ribosomal RNA, partial sequence 
Clostridiales; 


Bacteria; Firmicu 


477522 Bacteria_16S 
palleronii strain CCUG 20334 16S ribosomal RNA, partial 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; 
477522 Bacteria_16S 
s strain SR3 16S ribosomal RNA, partial 


methoxybenzovoran 
methoxybenzovoran 


477522 Bacteria_16S 
ATCC 10556 16S ribosomal RNA, partial 


sanguinis strain 
sanguinis Bacteri 


477522 Bacteria_16S 


strain EHS11 16S 
Bacteroidetes; Ba 


477522 Bacteria_16S 
n JCM 1039 16S ribosomal RNA, partial 


kitasatonis strai 
kitasatonis Bacte 


477522 Bacteria_16S 
7 16S ribosomal RNA, partial sequence 


strain ATCC 70069 
Firmicutes; Clost 


477522 Bacteria_16S 


capillaceus strai 
capillaceus Bacte 
Micromonosporacea 


477522 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


477522 Bacteria_16S 


strain DSM 6011 1 
Firmicutes; Clost 


477522 Bacteria_16S 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 353100 
Clostridiales; 

219846487 
36267 
Neisseriaceae; 
219846383 


homopropionicum B 


477522 Bacteria_16S 


strain NCTC 83785 
Bacteria; Proteob 


16S 1745912 1745864 26 74 gi 


219878376 
sequence 
Actinomycetales; 


acteria; 
erium. 
2503978 2503926 29 


tes; Clostridia; 


2542773 2542717 29 


2571917 2571865 25 
s Bacteria; Firmicutes; 
2665138 2665090 32 
a; Firmicutes; 

2701206 2701150 30 


ribosomal RNA, partial sequence 


cteroidia; Bacteroidales; 


2704165 2704125 24 
ria; Firmicutes; 
2845730 2845698 23 


e; Actinoplanes. 
2904177 2904129 26 


ria; Firmicutes; 


3524964 3524936 26 


ridia; Clostridiales; 
3529574 3529550 24 
acteria; Firmicutes; 
3626845 3626789 30 


16S ribosomal RNA, 


3771523 3771476 8 


Lactobacillales; 


Lactobacillales; 


ria; Actinobacteria; Actinobacteridae; 


Clostridia; 


complete sequence 
acteria; Betaproteobacteria; Neisseriales; 
477522 Bacteria_16S 


ridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
2890553 2890505 26 74 gi|219856862|ref|NR_024681.1 
n K95-5561 16S ribosomal RNA, partial sequence 2890502 289195 


74 gi 
Clostridiales; 


54 gi 


48 gi 
86 gi 


55 gi 


hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 


hydrogenophilus Bacteria; 


Geobacter. 


Proteobacteria; 


477522 Bacteria_16S 
strain ATCC 29147 16S ribosomal RNA, partial sequence 
Bacteroidia; 


Bacteroidetes; 


3866959 3866897 28 


Bacteroidales; 


Deltaproteobacteria; 


90 gi 


Porphyromonadaceae; 


Thermodesulfobacteriales; 


Actinomycetales; 


219856853 
n 7p75a 16S ribosomal RNA, partial sequence 
Clostridia; Clostridiales Family 
219846559 
6S ribosomal RNA, partial sequence 3524935 35264 
Clostridiaceae; 


219846317 
3866893 3868368 Porphyromonas levii Bacteria; 


ref|NR_025515.1 
1745863 174730 


somal RNA, partial sequence 2096154 2097581 Mesonia algae Bacteria; 


2261503 226299 


Micromon 
ref|NR_024672.1 
2904128 290561 


ref |NR_026151.1 


ref|NR_026148.1 
Clostridiaceae; 
ref |NR_026079.1 
80 3628323 Neisse 
Neisse 
ref |NR_025974.1 

3771473 377289 
Desulfuromonadales 


ref 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


Lactobacillus 
1 Lactobacillus 


lus. 


Lactobacillus hamsteri 
hamsteri Bacteria; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Mesonia algae strain 
Bacteroidetes; 


avobacteriales; Flavobacteriaceae; Mesonia. 
2193145 2193089 30 86 gi|219857603|ref|NR_025191.1| Meiothermus 
n WR-30 16S ribosomal RNA, partial sequence 2193088 2194570 Meiothermus 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
2196139 2196083 25 81 gi|219857601|ref|NR_025189.1| Lactobacillus 
LMG 21017 16S ribosomal RNA, complete sequence 2196082 2197640 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
2261549 2261505 21 65 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 


9 Thermodesulfobacterium 


Thermodesulfobacteriaceae; 


81 gi|219857379|ref|NR_024967.1| Sporobacterium 
2503925 2505435 Sporobacterium olearium 
Lachnospiraceae; Sporobacterium. 
85 gi| 219857348 |ref|NR_024936.1| Hydrogenophaga 
sequence 2542716 2544225 Hydrogenophaga 
Burkholderiales; Comamonadaceae; Hydrogenophaga. 
77 gi|219857286|ref|NR_024917.1| Clostridium 
sequence 2571864 2573377 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
80 gi|219857213|ref|NR_024841.1| Streptococcus 
sequence 2665089 2666548 Streptococcus 
Streptococcaceae; Streptococcus. 
86 gi|219857187|ref|NR_024815.1| Prevotella shahii 
2701149 2702638 Prevotella shahii Bacteria; 
Prevotellaceae; Prevotella. 
64 gi|219857185|ref|NR_024813.1| Lactobacillus 
sequence 2704122 2705627 Lactobacillus 
Lactobacillaceae; Lactobacillus. 
55 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
2845666 2847142 Mogibacterium vescum Bacteria; 


Mogibacterium. 
Actinoplanes 
8 Actinoplanes 
osporineae; 


Thermaerobacter 
5 Thermaerobacter 


XVII. Incertae Sedis; 


Clostridium colinum 


07 Clostridium colinum Bacteria; 
Clostridium. 
219846556 


Clostridium 

6 Clostridium 
Clostridium. 

Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Geobacter 

0 Geobacter 

; Geobacteraceae; 


NR_025907.1 


Porphyromonas. 


Porphyromonas levii 


477522 Bacteria_16S 3911591 3911551 26 66 gi|219846286|ref|NR_025876.1| Agromonas 
oligotrophica strain S58 16S ribosomal RNA, partial sequence 3911550 3912857 Agromonas 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Agromonas. 
477522 Bacteria_16S 3938666 3938626 26 66 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

477522 Bacteria_16S 3985750 3985722 29 57 gi|219846234|ref|NR_025824.1| Gramella echinicola 
strain KMM 6050 16S ribosomal RNA, partial sequence 3985718 3987155 Gramella echinicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 

477522 Bacteria_16S 4014163 4014135 29 57 gi|219846213|ref|NR_025803.1| Winodgradskyella 
epiphytica strain KMM 3906 16S ribosomal RNA, partial sequence 4014130 4015556 Winodgradskyella 
epiphytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Winogradskyella. 
477522 Bacteria_16S 4073144 4073096 29 77 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

477522 Bacteria_16S 4150880 4150820 29 89 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
strain 23-6 16S ribosomal RNA, partial sequence 4150819 4152196 Spiroplasma floricola Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 

477522 Bacteria_16S 4183033 4183009 24 48 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
477522 Bacteria_16S 10396 10351 9 55 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

477522 Bacteria_16S 24317 24282 29 64 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 101485 101446 25 64 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 
Aneurinibacillus. 

477522 Bacteria_16S 351401 351366 29 64 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

477522 Bacteria_16S 379781 379750 24 55 gi| 265678801 |ref|NR_029106.1| Lactobacillus 
delbrueckii subsp. indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


477522 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; 


strain DV1140 16S 
Thermotogae; 


micromati strain 
Bacteria; 


albertensis strai 
albertensis Bacte 
Acidithiobacillus 


477522 Bacteria_16S 


pyrenivorans stra 
pyrenivorans Bact 
Mycobacteriaceae; 


477522 Bacteria_16S 


thermohalophila s 
thermohalophila B 


477522 Bacteria_16S 


impatiens strain 
Bacteria; Proteob 


G 
477522 Bacteria_16S 


Ther 
477522 Bacteria_16S 
R-9192 16S ribosomal RNA, partial sequ 
Bactero Flavobacteriale 
477522 Bacteria_16S 
degerlachei strai 
degerlachei Bacte 
477522 Bacteria_16S 


492072 492025 26 73 
bosomal RNA, partial sequence 


gi 


504385 504362 25 48 
ribosomal RNA, partial sequence 


gi 


519586 519551 28 63 gi 
idetes; Flavobacteria; 


521114 521079 28 63 gi 
Bacteroidetes; Flavobacteria; 
562406 562359 29 76 gi 
n DSM 14366 16S ribosomal RNA, partial 


ria; Proteobacteria; Gammaproteobacter 


ria; 


580385 580338 29 76 gi 
in 17A317A3 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

590893 590858 28 63 gi 
train Fru22 16S ribosomal RNA, partial 
acteria; Bacteroidetes; Bacteroidia; B 
604444 604421 26 49 gi 
EL-105 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 


Saccharospirillum. 


477522 Bacteria_16S 


strain 19glyl 16S 
Firmicutes; Clost 


725870 725835 29 64 
ribosomal RNA, partial sequence 
ridia; 


gi 


Clostridiales; Veillonellaceae; 


indicus Bacteria; 
492024 49353 
ammaproteobacteria; Alteromonadales; Alteromonad 


504361 50587 
motogales; Thermotogaceae; Thermosipho 


n R-9106 16S ribosomal RNA, partial se 
Fla 


265678723 


265678715 


265678705 
ence 51954 
s; Flavoba 
265678704 
quence 
vobacteria 
265678677 
sequence 
ia; Acidit 


265678665 
sequence 
Actinomy 


’ 


265678658 
sequence 
acteroidal 


Firmicutes; 


ref 


ref 


hiob 


ref 


ceta 


ref 


es; 


265678648 
ence 60442 
irillales; 


265678564 


ref 


Sac 


ref 


Succinisp 


Leas 


5 Marinobacter 
acea 


580337 58181 


NR_029028.1 


e; Marinobac 
NR_029020.1 


acillales; 


NR_028970.1 
7 
b 


les; Coryne 


NR_028963.1 


590846 592357 


Marinilabiac 
NR_028953.1 


0 605869 Saccha 


charospirill 


NR_028868.1 


Lactobacillales; 


Lactobacillaceae; 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


ref|NR_029010.1| Flavobacterium 
7 521026 Flavobacterium micromati 
cteriaceae; Flavobacterium. 
ref|NR_029009.1| Flavobacterium 
521077 522551 Flavobacterium 
les; Flavobacteriaceae; Flavobacterium. 
ref |NR_028982.1| Acidithiobacillus 
562358 563851 Acidithiobacillus 


Acidithiobacillaceae; 


Mycobacterium 
Mycobacterium 
acterineae; 


Anaerophaga 
Anaerophaga 

eae; Anaerophaga. 
Saccharospirillum 
rospirillum impatiens 
aceae; 


Succinispira mobilis 


725825 727319 Succinispira mobilis Bacteria; 


477522 Bacteria_16S 


sibirica strain A 
Bacteria; Proteob 


477522 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


477522 Bacteria_16S 


alkaliphilum stra 
Bacteria; Proteob 


477522 Bacteria_16S 


strain Z-7191 16S 
Firmicutes; Clost 


477522 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


477522 Bacteria_16S 


litoralis strain 
Bacteria; Proteob 


477522 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


477522 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 


Pseudoalteromonas. 
477522 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


477522 Bacteria_16S 


strain YLM-32 16S 
Actinobacteria; A 


477522 Bacteria_16S 


ATCC 700755 16S r 
Bacteria; Bactero 


477522 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


477522 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


477522 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


477522 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


477522 Bacteria_16S 


faecium strain DS 
4810 Bacteria; Ac 
Brachybacterium. 


477522 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


477522 Bacteria_16S 


strain S-3 16S ri 
Proteobacteria; A 


477522 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


477522 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


727424 727373 29 80 gi 
12 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
756855 756800 29 84 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
841006 840983 26 49 gi 
in 24 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Oceanosp 
890816 890781 20 55 gi 
ribosomal RNA, partial sequence 
ridia; Halanaerobiales; Halobacteroida 
909263 909212 29 80 gi 
in HESP1 16S ribosomal RNA, partial se 
eria; Firmicutes; Clostridia; Clostrid 
934102 934075 21 48 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
969595 969540 2 55 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


1004902 1004879 26 49 gi 
ain F12-50-Al 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


1061206 1061171 28 63 gi 

758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1076037 1075994 29 72 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1166768 1166741 30 57 gi 
ibosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
1291952 1291905 26 73 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 
1300971 1300924 26 


73 gi 


tes; Clostridia; Thermoanaerobacterale 
losiruptor. 

1323989 1323942 26 73 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 
1339219 1339184 29 64 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1345430 1345383 29 76 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


1380153 1380118 29 64 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1413137 1413086 23 74 gi 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 

1436188 1436137 25 76 gi 
506 16S ribosomal RNA, partial sequenc 
ccus-Thermus; Deinococci; Thermales; T 
1582661 1582622 25 64 gi 


Viridibacillus. 
64 gi 


lales; Planococcaceae; 


1584217 1584178 25 
Viridibacillus. 


lales; Planococcaceae; 


477522 Bacteria_16S 


1607392 1607369 26 49 gi 


265678563 
72737 
ales; Ecto 
265678541 
quence 
a; Burkhol 
265678485 
nce 84098 
irillales; 
265678450 


890778 89219 


ceae; Oren 
265678438 
quence 

iales; Clo 
265678422 
e 93405 
brionales; 
265678397 
uence 
teria; Des 


265678374 


ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028788.1 
1 842417 Marino 
Marinospirillu 
ref|NR_028752.1 


ia. 
ref |NR_028740.1 

909211 910743 
stridiaceae; Clo 
ref |NR_028724.1 
6 935530 Bacter 
Bacteriovoracac 
ref|NR_028699.1 

969528 971049 
ulfovibrionales; 


, 


ref|NR_028676.1 


al sequenc 
eria; Alte 


265678336 
ce 10611 
iales; Chi 
265678325 


1075986 10774 


ococcineae 
228719858 


1166738 11681 


s; Flavoba 
228716433 
tial seque 
oteobacter 


219846639 


s; Thermoa 
219878140 
sequence 
Thermoana 


228721340 
sequence 
oteobacter 


228720938 
ence 13453 
mycetales; 


228717274 
ce 13801 
les; Beije 
224581449 


1413085 14145 


Sphingomon 
224581430 
e 14361 
hermaceae; 
219878489 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


e 1004861 100630 
romonadales; Pse 


ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref |NR_028627.1 
; Rarobacteracea 
ref|NR_027586.1 
92 Psychroflexus 
cteriaceae; Psyc 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


ref|/NR_026231.1 


naerobacterales 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref|NR_027605.1 

1339181 134062 
ia; Rhodospirill 
ref|NR_027599.1 
82 1346861 Brachy 


Micrococcineae; 


ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref |NR_027233.1 


adaceae; Sphingo 
ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref |NR_025628.1 


ref|NR_025627.1 


219878471 


decolorationis strain $12 16S ribosomal RNA, partial sequence 


m. 


Thiorhodospira 

odospira sibirica 

ae; Thiorhodospira. 
Cupriavidus 
Cupriavidus 

lderiaceae; Cupriavidus. 
Marinospirillum 

spirillum alkaliphilum 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


Clostridium 

Clostridium 
stridium. 

Bacteriovorax 
iovorax litoralis 
eae; Bacteriovorax. 
Desulfovibrio 
Desulfovibrio 
Desulfovibrionaceae; 


Pseudoalteromonas 
8 Pseudoalteromonas 
udoalteromonadaceae; 


Chitinophaga 
ophaga japonensis 
hitinophaga. 
Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Psychroflexus torquis 

torquis ATCC 700755 

hroflexus. 
Marinobacter 

4 1293412 Marinobacter 

les; Alteromonadaceae; 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 
Caldicellulosiruptor 

8 Caldicellulosiruptor 

hermoanaerobacterales 


Magnetospirillum 
3 Magnetospirillum 
ales; Rhodospirillaceae; 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Methylocella 
ocella silvestris BL2 
hylocella. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Oceanithermus 
thermus profundus 


Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


ref |NR_025610.1 
1607365 160881 


Shewanella 
2 Shewanella 


decolorationis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


477522 Bacteria_16S 
frigoris strain R 
Bactero 
477522 Bacteria_16S 


Bacteria; 


R-16300 16S ribos 
Bacillales; Bacil 


477522 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


477522 Bacteria_16S 


strain IBS S6874 
Proteobacteria; 


strain MG 417-CF 


Bacteria; Actinob 


Amycolatopsis. 


477522 Bacteria_16S 


echinoides strain 
echinoides Bacter 


477522 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


477522 Bacteria_16S 


strain DSM 1672 1 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
477522 Bacteria_16S 1767112 1767077 29 64 gi 
saalensis strain ZF2 16S ribosomal RNA, partial sequenc 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 
Sedimentibacter. 

477522 Bacteria_16S 1777596 1777549 26 73 gi 
agaridevorans strain DSM 1355 16S ribosomal RNA, partia 
agaridevorans Bacteria; Firmicutes; Bacillales; Paeniba 
477522 Bacteria_16S 1779155 1779108 26 73 gi 
agarexedens strain DSM 1327 16S ribosomal RNA, partial 

agarexedens Bacteria; Firmicutes; Bacillales; Paenibaci 
477522 Bacteria_16S 1801830 1801791 25 64 gi 
decolorationis strain LMG 19507 16S ribosomal RNA, part 
decolorationis Bacteria; Firmicutes; Bacillales; Bacill 
477522 Bacteria_16S 1806497 1806450 29 76 gi 


strain DSM 46000 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


477522 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


477522 Bacteria_16S 


azoreducens strai 
Bacteria; Firmicu 


477522 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 


477522 Bacteria_16S 


strain LMG 17489 
Firmicutes; Bacil 


477522 Bacteria_16S 


phenolica strain 
Bacteria; Proteob 


477522 Bacteria_16S 


G 
477522 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 
Pseudonocardiacea 
477522 Bacteria_16S 


1626940 1626905 28 63 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1636054 1636015 25 64 gi 
omal RNA, partial sequence 
laceae; Bacillus. 

1637545 1637506 25 
omal RNA, partial sequence 
laceae; Bacillus. 

1645230 1645207 26 


64 gi 


49 gi 
ammaproteobacteria; Aeromonadales; Aer 
1672647 1672600 29 76 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1678709 1678662 29 76 gi 
17 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1703318 1703283 29 64 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1741335 1741288 29 76 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


v 
mM. 


1747399 1747352 29 76 gi 


1817228 1817181 29 76 gi 
ain DSM 11118 16S ribosomal RNA, parti 
teria; Bacteroidetes; Sphingobacteria; 


1841672 1841625 26 73 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1895193 1895146 30 77 


gi 


gi 


eltaproteobacteria; Desulfobacterales; 
1914409 1914362 26 73 gi 
n CM1l 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1937396 1937349 29 76 gi 
n CF 62 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1945051 1945012 25 


’ 


64 gi 


lales; Bacillaceae; Bacillus. 

1975267 1975216 21 72 gi 
PhOl 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfob 


1636012 1637452 Bacil 


1637503 1638932 Bacil 


16S ribosomal RNA, partial sequence 1645204 16466 


6S ribosomal RNA, partial sequence 1747351 17488 


16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
477522 Bacteria_16S 


1841624 18431 


6S ribosomal RNA, partial sequence 1895145 18966 


16S ribosomal RNA, partial sequence 1945009 19464 


219878458 
nce 16269 
s; Flavoba 
219878452 


219878451 


219878446 


omonadacea 
219878426 
al sequenc 
ae; Actino 


, 


219878422 
16786 
ales; Pseu 
219878405 
sequence 
a; Rhizobi 
219878379 
quence 

Aeromonad 


219878375 


Megamonas 
219878359 
e 17670 
idiales Fa 


219878351 
1 sequence 
cillaceae; 
219878350 
sequence 

llaceae; P 
219878334 
ial sequen 
aceae; Bac 
219878331 


oc 
219878324 
al sequenc 
Sphingoba 


219878307 


219878267 


Desulfoba 
219878252 
nce 19143 
nibacillus 
219878236 
uence 

Actinomyc 


219878231 
219878211 


ce 19752 
acterales; 


2007836 2007813 26 49 gi 


Sh 


ref |NR_025597.1 
01 1628368 Flavob 
cteriaceae; Fla 
ref|NR_025591.1 
lus soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 
ref|NR_025585.1 
e; Aeromonas. 
ref|NR_025565.1 


e 1672599 167407 
mycetales; Pseu 


ref|NR_025561.1 
61 1680145 Amycol 
donocardineae; P 


ref|NR_025544.1 
1703281 170468 
ales; Methylocys 
ref|NR_025518.1 

1741287 174278 
ales; Succinivib 


’ 


ref|NR_025514.1 


ref |NR_025498.1 
74 1768507 Sedime 
mily XI. Incerta 


ref |NR_025490.1 

1777548 177905 
Paenibacillus. 
ref |NR_025489.1 

1779107 178061 
aenibacillus. 
ref|NR_025473.1 
ce 1801788 180329 
illus. 
ref|NR_025470.1 


; Cellulomonadac 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref |NR_025446.1 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref|NR_025391.1 
61 1915860 Paenib 
ref |NR_025375.1 

1937348 193875 
etales; Micrococ 


ref|NR_025370.1 


ref |NR_025350.1 
15 1976722 Desulf 
Desulfobacterac 


219878190 


ferragutiae strain DSM 9390 16S ribosomal RNA, partial sequence 


vi 


d 


ewanellaceae; 


Flavobacterium 
acterium frigoris 
obacterium. 

Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis japonica 
atopsis japonica 
seudonocardiaceae; 


Methylocystis 
7 Methylocystis 
taceae; Methylocystis. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Sedimentibacter 
ntibacter saalensis 
e Sedis; 


Paenibacillus 
6 Paenibacillus 


Paenibacillus 
9 Paenibacillus 


Bacillus 
0 Bacillus 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
occineae; 


eae; Oerskovia. 
Sporocytophaga 

7 Sporocytophaga 

bacteraceae; 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Paenibacillus 
acillus azoreducens 


Brevibacterium 
9 Brevibacterium 


cineae; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 


ref |NR_025329.1 
2007792 200929 


Buttiauxella 
5 Buttiauxella 


ferragutiae Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Buttiauxella. 


477522 Bacteria_16S 2012493 2012458 29 64 gi| 219878187 |ref|NR_025326.1| Hyphomonas 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
477522 Bacteria_16S 2013953 2013918 29 64 gi|219878186|ref|NR_025325.1| Hyphomonas polymorpha 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

477522 Bacteria_16S 2050352 2050317 29 64 gi|219878158|ref|NR_025297.1| Anaerosinus glycerini 
strain DSM 5192 16S ribosomal RNA, partial sequence 2050314 2051824 Anaerosinus glycerini Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaerosinus. 

477522 Bacteria_16S 2062504 2062469 28 63 gi|219878148|ref|NR_025287.1| Cellulophaga fucicola 
strain NNO15860 16S ribosomal RNA, partial sequence 2062466 2063937 Cellulophaga fucicola Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

477522 Bacteria_16S 2064026 2063991 28 63 gi| 219878147 |ref|NR_025286.1| Cellulophaga baltica 
strain NNO15840 16S ribosomal RNA, partial sequence 2063988 2065461 Cellulophaga baltica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Cellulophaga. 

477522 Bacteria_16S 2082510 2082479 24 55 gi|219878134|ref|NR_025273.1| Lactobacillus 
johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 2082477 2083963 Lactobacillus 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

477522 Bacteria_16S 2141599 2141564 28 63 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 
477522 Bacteria_16S 2158226 2158195 24 55 gi|219857629|ref|NR_025218.1| Paracoccus 
zeaxanthinifaciens strain ATCC 21588 16S ribosomal RNA, partial sequence 2158194 2159597 Paracoccus 
zeaxanthinifaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Paracoccus. 

477522 Bacteria_16S 2179460 2179425 28 63 gi|219857613|ref|NR_025202.1| Flavobacterium 
omnivorum strain AS 1.2747 16S ribosomal RNA, partial sequence 2179421 2180886 Flavobacterium 
omnivorum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
477522 Bacteria_16S 2180976 2180941 28 63 gi|219857612|ref|NR_025201.1| Flavobacterium 
xinjiangense strain AS 1.2749 16S ribosomal RNA, partial sequence 2180937 2182402 Flavobacterium 
xinjiangense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
477522 Bacteria_16S 2220402 2220379 26 49 gi| 219857585 |ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

477522 Bacteria_16S 2284570 2284531 25 64 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

477522 Bacteria_16S 2425626 2425587 25 64 gi| 219857441 |ref|NR_025029.1| Viridibacillus neidei 


strain BD-87 16S 


ribosomal RNA, partial sequence 


2425586 24269 


98 Viridibacillus 


neidei Bacteria; 


Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

477522 Bacteria_16S 2442104 2442081 26 49 gi|219857424|ref|NR_025012.1| Shewanella japonica 
strain KMM 3299 16S ribosomal RNA, partial sequence 2442080 2443541 Shewanella japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

477522 Bacteria_16S 2446699 2446676 26 49 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 
maricaloris strain KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 
maricaloris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

477522 Bacteria_16S 2532850 2532803 17 64 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

477522 Bacteria_16S 2625855 2625808 29 76 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

477522 Bacteria_16S 2698095 2698056 25 64 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

477522 Bacteria_16S 2732934 2732911 26 49 gi|219857165|ref|NR_024793.1| Shewanella sairae 
strain SM2-1 16S ribosomal RNA, partial sequence 2732909 2734348 Shewanella sairae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

477522 Bacteria_16S 2734424 2734401 26 49 gi|219857164|ref|NR_024792.1| Shewanella 
schlegeliana strain HRKA1 16S ribosomal RNA, partial sequence 2734399 2735838 Shewanella 
schlegeliana Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
477522 Bacteria_16S 2735914 2735891 26 49 gi|219857163|ref|NR_024791.1| Shewanella 
marinintestina strain IK-1 16S ribosomal RNA, partial sequence 2735889 2737328 Shewanella 
marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
Shewanella. 

477522 Bacteria_16S 2810818 2810783 28 63 gi|219857109|ref|NR_024737.1| Tenacibaculum 


amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 


2810779 281222 


2 Tenacibaculum 


amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 


477522 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


477522 Bacteria_16S 
a strain DSM 1083 16S ribosomal RNA, p 


carboxydohydrogen 
carboxydohydrogen 


477522 Bacteria_16S 


echinoides strain 
echinoides Bacter 
Sphingomonas. 


477522 Bacteria_16S 


strain JCM9731 16 
Firmicutes; Bacil 


477522 Bacteria_16S 
16S ribosomal RNA, partial sequence 2883064 28845 


phaeum strain PB 
Firmicutes; Clost 


477522 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


477522 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; B 


477522 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


477522 Bacteria_16S 
somal RNA, partial sequence 3031628 3033115 Clost 


strain 7 16S ribo 
Clostridia; Clost 


477522 Bacteria_16S 


strain HKI 0136 1 


2812312 2812277 28 63 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; 
2859711 2859672 26 65 gi 
a Bacteria; Proteobacteria; Alphaprote 
2864328 2864277 29 80 gi 
ATCC 14820 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 


2879987 2879948 25 64 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2883102 2883067 29 64 


gi 


gi 
ridia; Thermoanaerobacterales; Thermoa 
2995259 2995224 30 65 gi 
train Z-829 16S ribosomal RNA, partial 
acteria; Aquificae; Aquificales; Aquif 
3013550 3013493 29 86 gi 
ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Co: 
3022576 3022529 29 76 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 
3031680 3031629 25 76 gi 
Clostridium. 
76 gi 


ridiales; Clostridiaceae; 
3039304 3039257 29 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


477522 Bacteria_16S 


sulfodismutans st 
sulfodismutans Ba 
Desulfovibrio. 


477522 Bacteria_16S 


dextrinosolvens s 
dextrinosolvens B 
Succinivibrio. 


477522 Bacteria_16S 


strain K 16S ribo 


3049947 3049892 2 55 gi 
rain ThAcOl 16S ribosomal RNA, partial 
cteria; Proteobacteria; Deltaproteobac 


3056127 3056080 29 76 gi 
train 0554 16S ribosomal RNA, partial 

acteria; Proteobacteria; Gammaproteoba 
3071062 3071027 29 


64 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


477522 Bacteria_16S 


limneticum strain 
Bacteria; Proteob 


477522 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


477522 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


477522 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


477522 Bacteria_16S 


sulfexigens strai 
sulfexigens Bacte 
Desulfocapsa. 


477522 Bacteria_16S 


617-93 16S riboso 
Bacillales; Bacil 


477522 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


477522 Bacteria_16S 


kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 


477522 Bacteria_16S 


strain CCUG 32789 


3073970 3073913 29 86 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3120688 3120649 25 64 gi 
n RAOx-FS 16S ribosomal RNA, partial s 
ria; Firmicutes; Bacillales; Paenibaci 
3122235 3122196 25 64 gi 
RAOx1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Ane 
3125273 3125238 29 64 gi 
in DSM 5458 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
3135590 3135555 29 
n SB164 
ria; Pr 


64 gi 
Pl 16S ribosomal RNA, partial s 
oteobacteria; Deltaproteobacter 


3140093 3140054 25 
mal RNA, partial sequence 
lales Family XI. Incertae Sedis; 
3141651 3141612 25 64 

S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. Incertae 
3199662 3199615 29 76 gi 
rain CCUG 35717 16S ribosomal RNA, par 
M 44385 Bacteria; Actinobacteria; Acti 
e; Corynebacterium. 

3223737 3223690 29 76 gi 
A 16S ribosomal RNA, partial sequence 


64 gi 


Gemel 
gi 


Flav 


2879945 28814 


3013492 30150 


6S ribosomal RNA, partial sequence 3039256 30407 


somal RNA, partial sequence 3071024 3072416 Methy 


3140051 3141558 Gemel 


3141609 31431 


219857108 
equence 
obacterial 
219856884 
artial seq 
obacteria; 
219856881 
sequence 
a; Sphingo: 


219856871 


219856869 


naerobacte 
219846926 
sequence 
icaceae; H 
219846914 


mamonadace 
219846908 
1 sequence 
eridae; Ac 


219846901 


219846896 


nebacterin 
219846888 
sequence 
teria; Des 


219846884 
sequence 
cteria; Ae 


219846874 


rinckiacea 
219846872 
ence 30739 
ales; Rhod 
219846841 
equence 
llaceae; A 
219846840 
ence 31221 
urinibacil 
219846838 
sequence 
ria; Rhizo 


219846831 
equence 
ia; Desulf 


’ 


219846828 


la. 
219846827 


Sedis; Gem 
219846788 
tial seque 
nobacterid 


ref |NR_024736.1 

2812273 281371 
es; Flavobacteri 
ref |NR_024703.1 
uence 285967 
Rhizobiales; Br 
ref|NR_024700.1 

2864276 286573 
monadales; Sphin 


ref|NR_024690.1 


ref|NR_024688.1 
raceae; Thermace 
ref |NR_026518.1 

2995219 299673 
ydrogenobacter. 
ref|NR_026506.1 


ae; Acidovorax. 
ref|NR_026500.1 
3022528 302398 
tinomycetales; C 


ref 
ridi 


NR_026493.1 
um indolis B 
ref|NR_026488.1 
eae; Gordoniacea 
ref |NR_026480.1 

3049889 305136 
ulfovibrionales; 
ref |NR_026476.1 

3056079 305754 
romonadales; Suc 


ref 
loce 


NR_026466.1 
lla palustri 
e; Methylocella. 
ref |NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref |NR_026433.1 

3120644 312214 
neurinibacillus 
ref |NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref |NR_026430.1 
125234 312665 
biales; Hyphomic 


w 


ref|NR_026423.1 
135552 313703 


obacterales; Des 


Ww 


ref 
lab 


NR_026420.1 
ergeri Bacte 


ref|NR_026419.1 
ella. 
ref |NR_026380.1 
nce 319961 
ae; Actinomyceta 


219846771 


Tenacibaculum 
6 Tenacibaculum 
aceae; Tenacibaculum. 
Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Sphingomonas 
8 Sphingomonas 
gomonadaceae; 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Thermacetogenium 


25 Thermacetogenium phaeum Bacteria; 


togenium. 
Hydrogenobacter 
2 Hydrogenobacter 


Acidovorax defluvii 


17 Acidovorax defluvii Bacteria; 


Gordonia 
4 Gordonia 
orynebacterineae; 


Clostridium indolis 
acteria; Firmicutes; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Desulfovibrio 

7 Desulfovibrio 
Desulfovibrionaceae; 


Succinivibrio 
1 Succinivibrio 
cinivibrionaceae; 


Methylocella palustris 
s Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 

Ammoniphilus 
philus oxalaticus 
iphilus. 

Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Desulfocapsa 
3 Desulfocapsa 


ulfobulbaceae; 


Gemella bergeri strain 
ria; Firmicutes; 


Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


ref|NR_026363.1 


Actinomyces europaeus 


3223689 3225098 Actinomyces europaeus 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 


Actinomyces. 
477522 Bacteria_ 
strain DSM 10020 


16S 3231223 3231184 25 64 gi 


219846766 


16S ribosomal RNA, partial sequence 3231181 32326 


ref|NR_026358.1 
56 Peptoniphilus 


Peptoniphilus harei 
harei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

477522 Bacteria_16S 3264475 3264436 25 64 gi|219846744|ref|NR_026336.1| Clostridium vincentii 
DSM 10228 16S ribosomal RNA, partial sequence 3264433 3265896 Clostridium vincentii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 3287219 3287192 26 53 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 

477522 Bacteria_16S 3311600 3311549 23 74 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

477522 Bacteria_16S 3386260 3386237 26 49 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

477522 Bacteria_16S 3464358 3464307 29 80 gi|219846599|ref|NR_026191.1| Arthrobacter pascens 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter pascens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

477522 Bacteria_16S 3473492 3473445 29 76 gi|219846593|ref|NR_026185.1| Rhodococcus ruber 
strain : DSM43338 16S ribosomal RNA, complete sequence 3473444 3474924 Rhodococcus ruber Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

477522 Bacteria_16S 3534059 3534020 25 64 gi|219846553|ref|NR_026145.1] Bacillus 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus 

477522 Bacteria_16S 3544991 3544952 25 64 gi|219846546|ref|NR_026138.1| Bacillus cohnii strain 
DSM 6307 16S ribosomal RNA, complete sequence 3544949 3546454 Bacillus cohnii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

477522 Bacteria_16S 3649803 3649748 29 84 gi|219846471|ref|NR_026063.1| Methylocaldum gracile 


strain VKM-14L 16 
Proteobacteria; 


Bacteria; 


chlororespirans s 


chlororespirans B 
477522 Bacteria_16S 
franzmannii strai 
Bactero 
477522 Bacteria_16S 
hibernum strain ATCC 51468 16S ribosomal RNA, partial s 
hibernum Bacteria 
477522 Bacteria_16S 
strain P2 16S rib 
D 
477522 Bacteria_16S 
campisalis strain 
Firmicu 
477522 Bacteria_16S 
6S ribosomal RNA, partial sequence 4187537 41889 


Bacteria; 


Proteobacteria; 


Bacteria; 


strain P43/6/78 1 
Spirochaetes; Spi 


477522 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


477522 Bacteria_16S 
JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


477522 Bacteria_16S 


thermobenzoicum s 


G 
477522 Bacteria_16S 
restrictus strain 
restrictus Bacter 
477522 Bacteria_16S 
filamentus strain 
Bactero 
477522 Bacteria_16S 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3665181 3665146 29 64 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3680413 3680378 28 63 gi 


215 16S ribosomal RNA, partial sequen 
idetes; Flavobacteria; Flavobacteriale 
3684845 3684810 29 64 gi 


train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3792645 3792610 28 63 gi 


n 301 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
3842756 3842721 28 63 gi 


, 


Flavob 
gi 


Bacteroidetes; Flavobacteria; 
4094448 4094389 21 79 
osomal RNA, partial sequence 

eltaproteobacteria; Desulfobacterales; 
4130630 4130591 25 64 gi 


SF-57 16S ribosomal RNA, partial sequ 
tes; Bacillales; Planococcaceae; Marin 
4187561 4187538 57 80 gi 


rochaetales; Brachyspiraceae; Brachysp 
4189105 4189050 29 84 gi 
s strain K14 16S ribosomal RNA, partia 
s Bacteria; Proteobacteria; Betaproteo 
4220937 4220890 26 73 gi 
laceae; Anaerobacillus. 

4229898 4229859 25 64 gi 
ubsp. thermosyntrophicum strain TPO 16 


3649747 36512 
hylococec 


et 
219846461 
quence 
les; 
219846450 
ce 36803 
S; 
219846447 
sequence 
ridiales; 
219846368 
nce 37926 
S; 
219846333 
equence 
acteriales 
219846156 


4094388 40957 
esulfoba 


D 
219846126 
ence 41305 
ibacillus. 
219846084 


ira. 
219846083 
1 sequence 
bacteria; 


219846060 


4220889 4222400 Bacil 


219846048 
S ribosoma 


Pepto 


Flavoba 


Flavoba 


35 Methylocaldum 
aceae; Methyloca 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref|NR_026041.1 
74 3681813 Polari 
cteriaceae; Pola 
ref|NR_026038.1 
3684807 368631 
Peptococcaceae; 
ref|NR_025959.1 
06 3794045 Polari 
cteriaceae; Pola 
ref |NR_025923.1 

3842717 384417 
; Flavobacteriac 
ref|NR_025746.1 


cteraceae; Desul 
ref|NR_025716.1 
88 4132093 Marini 


ref|NR_025674.1 


ref|NR_025673.1 
189049 419056 


Burkholderiales; 


rs 


ref 
lus 


NR_025650.1 
macyae Bacte 


ref 
1 RN 


NR_025638.1 
A, partial s 


gracile Bacteria; 
ldum. 
Dehalobacter 
8 Dehalobacter 
obacter. 
Polaribacter 
bacter filamentus 
ribacter. 
Desulfitobacterium 
3 Desulfitobacterium 
Desulfitobacterium. 
Polaribacter 
bacter franzmannii 
ribacter. 
Flavobacterium 
7 Flavobacterium 
eae; Flavobacterium. 
Desulfofaba fastidiosa 


93 Desulfofaba fastidiosa Bacteria; 


fofaba. 
Marinibacillus 
bacillus campisalis 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Schlegelella 
5 Schlegelella 
Comamonadaceae; 


Bacillus macyae strain 
ria; Firmicutes; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


477522 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


477522 Bacteria_16S 


ptococcaceae; Desulfotomaculum. 


16529 16479 24 74 gi| 265679052 
ibosomal RNA, partial sequence 16478 18031 
bacillales; Lactobacillaceae; Lactobacillus. 

18128 18094 29 63 gi| 265679051 


roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 


ref|NR_029360.1 
Lactobacillus 


Lactobacillus perolens 
perolens Bacteria; 


ref |NR_029359.1 
18082 19577 


Hymenobacter 
Hymenobacter 


roseosalivarius Bacteria; 
Hymenobacter. 


Bacteroidetes; 


Sphingobacteria; 


Sphingobacteriales; Flexibacteraceae; 


477522 Bacteria_16S 33478 33452 29 55 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
strain 961*00022/98 16S ribosomal RNA, partial sequence 33436 34786  Atopobium vaginae Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
477522 Bacteria_16S 53111 53089 25 47 gi|265679028|ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
477522 Bacteria_16S 56128 56098 18 48 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
strain N. Pfennig 2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

477522 Bacteria_16S 59118 59092 29 55 gi|265679024|ref|NR_029332.1| Xanthomonas theicola 
strain TCl 16S ribosomal RNA, partial sequence 59080 60579 Xanthomonas theicola Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

477522 Bacteria_16S 60668 60642 29 55 gi|265679023|ref|NR_029331.1| Xanthomonas hyacinthi 
strain Y6 16S ribosomal RNA, partial sequence 60630 62129 Xanthomonas hyacinthi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

477522 Bacteria_16S 77136 77102 21 55 gi|265679012|ref|NR_029320.1| Desulfospira 
joergensenii strain B331 16S ribosomal RNA, partial sequence 77090 78536  Desulfospira 
joergensenii Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfospira. 

477522 Bacteria_16S 89082 89037 7 53 gi|265679003|ref|NR_029311.1| Thermodesulfobacterium 
hveragerdense strain JSP 16S ribosomal RNA, partial sequence 89036 90489 Thermodesulfobacterium 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

477522 Bacteria_16S 90577 90543 21 55 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

477522 Bacteria_16S 121419 121385 21 55 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
477522 Bacteria_16S 197445 197415 25 55 gi|265678931|ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Bacteria_16S 217641 217607 51 85 gi| 265678917 |ref|NR_029225.1| Planctomyces 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 217606 219133 Planctomyces 
limnophilus Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

477522 Bacteria_16S 272284 272246 26 64 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

477522 Bacteria_16S 299564 299502 25 87 gi|265678860|ref|NR_029166.1| Mycoplasma 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

477522 Bacteria_16S 301055 300997 29 87 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 
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477522 Bacteria_16S 581911 581869 31 73 gi|265678664|ref|NR_028969.1| Caldithrix abyssi 
strain LF13 16S ribosomal RNA, partial sequence 581868 583371 Caldithrix abyssi Bacteria; 
Caldithrix. 

477522 Bacteria_16S 605961 605923 26 64 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 


picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 
477522 Bacteria_16S 628934 628908 29 55 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

477522 Bacteria_16S 636500 636454 29 75 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

477522 Bacteria_16S 662173 662147 29 55 gi| 265678607 |ref|NR_028912.1| Enterobacter cloacae 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter cloacae Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter; Enterobacter 
cloacae complex. 
477522 Bacteria_16S 686390 686344 30 76 gi| 265678591 |ref|NR_028896.1| Desulfosarcina 
cetonica strain 480 16S ribosomal RNA, partial sequence 686343 687857 Desulfosarcina cetonica 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfosarcina. 
477522 Bacteria_16S 782972 782938 21 55 gi|265678523|ref|NR_028827.1| Shuttleworthia 
satelles strain VPI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 Shuttleworthia 
satelles Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttleworthia. 

477522 Bacteria_16S 818079 818053 29 55 gi|265678500|ref|NR_028803.1| Kluyvera cryocrescens 
strain 12993 16S ribosomal RNA, partial sequence 818049 819507 Kluyvera cryocrescens Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

477522 Bacteria_16S 869879 869841 26 64 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 
477522 Bacteria_16S 883231 883197 21 55 gi|265678455|ref|NR_028757.1| Desulfacinum 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 883190 884650 Desulfacinum 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Desulfacinum. 
477522 Bacteria_16S 901604 901558 29 75 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 
477522 Bacteria_16S 915496 915446 32 82 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
477522 Bacteria_16S 920202 920176 29 55 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Slackia. 


477522 Bacteria_16S 924858 924824 21 55 gi| 265678428 |ref|NR_028730.1| Desulfofaba gelida 
strain PSv29 16S ribosomal RNA, partial sequence 924822 926310 Desulfofaba gelida Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofaba. 

477522 Bacteria_16S 944906 944852 29 83 gi|265678415|ref|NR_028717.1| Hydrogenophaga 


pseudoflava strain GA3 16S ribosomal RNA, partial sequence 944846 946358 Hydrogenophaga pseudoflava 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


477522 Bacteria_16S 949593 949539 29 83 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

477522 Bacteria_16S 1010927 1010905 26 48 gi|265678370|ref|NR_028672.1| Shewanella amazonensis 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 1012350 Shewanella amazonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

477522 Bacteria_16S 1029143 1029117 29 55 gi|265678358|ref|NR_028660.1| Thiomicrospira 


thermophila strain I78 16S ribosomal RNA, partial sequence 1029105 1030582 Thiomicrospira thermophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
477522 Bacteria_16S 1033810 1033772 26 64 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
danicus strain DB4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

477522 Bacteria_16S 1046083 1046045 26 64 gi| 265678347 |ref|NR_028649.1| Cerasibacillus 
quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 1046039 1047522 Cerasibacillus 
quisquiliarum Bacteria; Firmicutes; Bacillales; Bacillaceae; Cerasibacillus. 
477522 Bacteria_16S 1047617 1047579 26 64 gi| 265678346 |ref|NR_028648.1| Micromonospora eburnea 
strain LK2-10 16S ribosomal RNA, partial sequence 1047573 1049049 Micromonospora eburnea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
477522 Bacteria_16S 1097174 1097124 29 79 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
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eria; Proteobacteria; Alphaproteobacte 


55 gi 


1617853 1617819 29 63 gi 
hingobacteria; Sphingobacteriales; Cyc 
1619376 1619342 29 63 gi 
n LMG 21971 16S ribosomal RNA, partial 


ria; Bacteroidetes; Sphingobacteria; S 


1620899 1620865 29 63 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1623927 1623893 29 63 

ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1629926 1629888 26 64 gi 


gi 


lales; Bacillaceae; Bacillus. 
1649741 1649703 26 64 


osomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


477522 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


477522 Bacteria_16S 


strain Albert 199 
Proteobacteria; G 


477522 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; G 


477522 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


477522 Bacteria_16S 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


477522 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; R 


477522 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


1651229 1651199 25 55 gi 
s strain LMG 17892 16S ribosomal RNA, 

s Bacteria; Firmicutes; Bacillales; Ba 
1666608 1666582 29 55 gi 
82 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1671215 1671189 29 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1684786 1684756 25 55 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1690890 1690868 26 48 gi 
in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1704773 1704743 25 55 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; 
1715415 1715381 29 63 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 


gi 


The 
gi 


donocardin 
219846510 
ence 15765 
lostridiac 
219878491 
sequence 

a; Rhizobi 


219878487 


1585730 15872 


219878468 
1 sequence 
ria; Rhodo 


219878464 


16S ribosomal RNA, partial sequence 1617815 16192 


lobacteria 
219878463 
sequence 

phingobact 


219878462 
1 sequence 


Sphingobac 


219878460 


1623889 16253 


lobacteria 
219878456 


16S ribosomal RNA, partial sequence 1629885 16313 


219878442 


1649700 16511 


obacterace 
219878441 
partial se 
cillaceae; 
219878430 
16665 
Enterobac 
219878427 


1671187 16725 


Enterobac 
219878418 


1684753 16861 


219878413 
1 sequence 
ria; Pseud 


219878404 


1704738 17061 


rmoleophil 


Nocardia 
6 Nocardia 
ebacterineae; 


ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref|NR_025002.1 
13 Actinomadura 
ineae; Thermomo 


Actinomadura vinacea 
vinacea Bacteria; 
nosporaceae; 


Defluvibacter 
ibacter lusatiensis 


ref |NR_025312.1 

18 1570426 Defluv 

obacteriaceae; Defluvibacter. 

ref|NR_024687.1| Umezawaea tangerina 

00 Umezawaea tangerina Bacteria; 

eae; Actinosynnemataceae; Umezawaea. 

ref|NR_024686.1| Lentzea waywayandensis 

26 Lentzea waywayandensis Bacteria; 

eae; Actinosynnemataceae; Lentzea. 

ref|NR_026102.1| Clostridium 

77 1578067 Clostridium papyrosolvens DSM 

eae; Clostridium. 

ref|NR_025251.1 
1579624 158106 

ales; Rhizobiace 


Sinorhizobium 
0 Sinorhizobium 
ae; 


, 


Bacillus humi strain 
Bacteria; Firmicutes; 


ref|NR_025626.1 
33 Bacillus humi 


Loktanella 
8 Loktanella 
obacteraceae; 


ref|NR_025607.1 
1611794 161320 
bacterales; Rhod 


ref|NR_025603.1 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 
ref|NR_025602.1| Algoriphagus 
1619338 1620810 Algoriphagus 
eriales; Cyclobacteriaceae; 


Algoriphagus chordae 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


ref|NR_025599.1| Belliella baltica 
33 Belliella baltica Bacteria; 
ceae; Belliella 
ref|NR_025595.1| Bacillus gelatini 
69 Bacillus gelatini Bacteria; 


219878397 


ref|NR_025581.1| Labrys monachus strain 
41 Labrys monachus Bacteria; 
ae; Labrys. 
ref|NR_025580.1| Bacillus 
quence 1651192 1652677 Bacillus 
Bacillus. 
ref|NR_025569.1| Escherichia albertii 
70 1668063 Escherichia albertii Bacteria; 
teriaceae; Escherichia. 
ref|NR_025566.1| Enterobacter cowanii 
48 Enterobacter cowanii Bacteria; 
teriaceae; Enterobacter. 
ref|NR_025557.1| Bacillus aeolius 
55 Bacillus aeolius Bacteria; 
ref|NR_025552.1| Cellvibrio 

1690867 1692335 Cellvibrio 
omonadales; Pseudomonadaceae; 
ref |NR_025543.1| Thermoleophilum album 
97 Thermoleophilum album Bacteria; 
aceae; Thermoleophilum. 
ref|NR_025536.1| Pedobacter piscium 


1715372 1716865 Pedobacter piscium Bacteria; 
Sphingobacteriaceae; Pedobacter. 


477522 Bacteria_16S 


strain DSM 12145 
Bacteroidetes; Sp 


477522 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 


477522 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


477522 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


477522 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain 525 16S ri 
Proteobacteria; E 


477522 Bacteria_16S 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


477522 Bacteria_16S 


carmonensis strai 
carmonensis Bacte 


477522 Bacteria_16S 


stellifer strain 
Bacteria; Firmicu 


477522 Bacteria_16S 


necropolis strain 
necropolis Bacter 


477522 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


477522 Bacteria_16S 


strain SE3104 16S 


1716963 1716929 29 63 gi 
hingobacteria; Sphingobacteriales; 
1718491 1718457 29 63 


bosomal RNA, partial sequence 


Sph 
gi 


bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
1786671 1786649 26 48 gi 
n SG 3301 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1789611 1789573 26 64 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1800261 1800223 26 64 gi 
IS1 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Paenibacillaceae; Pae 
1803382 1803344 26 64 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1808025 1807987 26 64 gi 


n CMS 260r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1850881 1850855 29 55 gi 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


477522 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


477522 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


477522 Bacteria_16S 


strain LMG 18435 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain DSM 5000 1 
Proteobacteria; G 


477522 Bacteria_16S 


strain 81H-380. 
Proteobacteria; 


1 
G 


477522 Bacteria_16S 


strain MCS 18 16S 
Proteobacteria; A 


477522 Bacteria_16S 


washingtonensis s 
washingtonensis B 
Maricaulis. 


477522 Bacteria_16S 


strain IBS 506 16 
Proteobacteria; A 


477522 Bacteria_16S 


1859790 1859764 29 55 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 
1868947 1868921 29 


55 gi 


219878396 


16S ribosomal RNA, partial sequence 1716916 17183 
ingobacter 


219878395 


1718445 17199 


1768558 17700 


tiliaceae; 
219878344 
equence 

ia; Chroma 


’ 


219878342 
sequence 
ae; Virgib 
219878335 
e 18002 
nibacillus 
219878333 
sequence 
e; Virgiba 
219878330 

sequence 
aceae; Pla 
219878301 


1850849 18521 


Rhodospiri 
219878294 
al sequenc 
eria; Alte 


219878288 


16S ribosomal RNA, partial sequence 1868909 18703 


lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


Propionibacteriac 


eae; Propionimicrobium. 


ref|NR_025535.1| Pedobacter saltans 

94 Pedobacter saltans Bacteria; 

iaceae; Pedobacter. 

ref|NR_025534.1| Pedobacter cryoconitis 
39 Pedobacter cryoconitis Bacteria; 


hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 
1730617 1730571 29 75 gi| 219878387 |ref|NR_025526.1| Mycobacterium 
n DSM 44221 16S ribosomal RNA, partial sequence 1730570 1732062 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacterium. 
1742875 1742837 26 64 gi|219878378|ref|NR_025517.1| Nocardiopsis 
R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
1751944 1751906 26 64 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 
16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
lales; Bacillaceae; Bacillus. 
1768605 1768559 28 74 gi|219878358|ref|NR_025497.1| Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 
Nautilia. 
ref |NR_025483.1 

1786631 178798 
tiales; Ectothio 


Halorhodospira 
6 Halorhodospira 
rhodospiraceae; 


ref|NR_025481.1 
1789570 179108 
acillus. 
ref|NR_025474.1 
19 1801737 Paenib 
ref|NR_025472.1 
1803341 180486 
cillus. 
ref|NR_025469.1 
1807983 180946 
nococcus. 
ref|NR_025440.1| Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
llaceae; Roseospira. 
ref |NR_025433.1] Alteromonas 
e 1859752 1861233 Alteromonas 
romonadales; Alteromonadaceae; 


Virgibacillus 
7 Virgibacillus 


Paenibacillus 
acillus stellifer 


Virgibacillus 
2 Virgibacillus 


Planococcus 
1 Planococcus 


ref|NR_025427.1| Glaciecola polaris 
93 Glaciecola polaris Bacteria; 


ammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecola. 

1940341 1940303 26 64 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
lales; Bacillaceae; Bacillus. 

1967802 1967756 30 76 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
lales; Bacillales Family X. Incertae Sedis; Thermicanus. 

1987788 1987762 29 55 gi|219878203|ref|NR_025342.1| Tatumella ptyseos 
6S ribosomal RNA, partial sequence 1987760 1989239 Tatumella ptyseos Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Tatumella. 

2001664 2001638 29 55 gi|219878194|ref|NR_025333.1| Leminorella grimontii 
6S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 

2018378 2018340 26 64 gi| 219878183 |ref|NR_025322.1| Maricaulis salignorans 

ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
lphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

2019850 2019812 26 64 gi|219878182|ref|NR_025321.1| Maricaulis 
train MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
acteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 

2074801 2074763 26 64 gi|219878139|ref|NR_025278.1| Bartonella tribocorum 
S ribosomal RNA, partial sequence 2074760 2076200 Bartonella tribocorum Bacteria; 
lphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

2079416 2079378 26 64 gi|219878136|ref|NR_025275.1| Propionimicrobium 


2079371 2080872 Propionimicrobium 


477522 Bacteria_16S 


strain IBS 382 16S ribosomal RNA, partial sequence 


2084055 2084017 26 


64 


gi| 219878133 
2084014 20854 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


477522 Bacteria_16S 
strain SW-72 16S 
Firmicutes; 
477522 Bacteria_16S 
aquiterrae strain 


Nocardioides. 
477522 Bacteria_16S 
strain SW-47 16S 


477522 Bacteria_16S 
sibiricum strain 
Bacteria; Firmicutes; 
477522 Bacteria_16S 


strain TF-9 16S ribosoma 
Bacillales; 


Firmicutes; 
477522 Bacteria_16S 
strain HSL-3 16S 
Firmicutes; 
477522 Bacteria_16S 
strain TF-12 16S 
Firmicutes; 
477522 Bacteria_16S 
strain TF-11 16S 
Firmicutes; 
477522 Bacteria_16S 
strain YIM 90003 


Streptomonospora. 
477522 Bacteria_16S 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial 


Bacillales; 


ribosomal RNA, 
Proteobacteria; Gammapro 


Z-7981 


ribosomal RNA, 
Bacillales; 


ribosomal RNA, 
Bacillales; 


ribosomal RNA, 
Bacillales; 


16S rib 
Actinobacteria; Actinoba 


2094638 2094600 26 


Bacillaceae; 
2099179 2099141 26 


2100710 2100684 29 


2103853 2103831 26 


Clostridia; 
2114384 2114346 26 


Planococcaceae; 
2118974 2118936 26 


Bacillaceae; 
2123485 2123447 26 


Bacillaceae; 
2125042 2125004 26 


Bacillaceae; 
2156698 2156660 26 


2165827 2165789 26 


64 


ribosomal RNA, partial sequence 
Bacillus. 


64 


GW-9 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


55 


partial sequence 
teobacteria; Alteromonadales; Alteromonadaceae; 


48 


Clostridiales; 


64 


1 RNA, partial sequence 
Planococcus. 


64 


partial sequence 
Halobacillus. 


64 


partial sequence 
Bacillus. 


64 


partial sequence 
Bacillus. 


64 


64 


gi|219878125 
2094597 20961 


219878122 
20991 


gi 


gi|219878121 
2100672 21021 


gi|219878117 


16S ribosomal RNA, partial sequence 21038 
Clostridiaceae; 


gi|219857658 
2114343 21158 


gi|219857655 
2118933 21204 


gi|219857652 
2123444 21249 


gi|219857651 
2125001 21265 


gi| 219857630 


osomal RNA, partial sequence 2156657 21581 
cteridae; Actinomycetales; 


Streptosporang 


219857624 
sequenc 


gi 


chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Ac 


Pseudonocardiaceae; 
477522 Bacteria_16S 


Pseudonocardia. 


2224807 2224769 26 


64 


gi|219857582 


daejeonensis strain AM141 16S ribosomal RNA, partial sequence 


daejeonensis Bacteria; 
477522 Bacteria_16S 
kribbensis strain 
Bacteria; Firmicutes; 
477522 Bacteria_16S 


Firmicutes; 
2226370 2226332 26 


Bacillales; 
2266188 2266150 26 


Bacillales; 


64 


AM49 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


64 


strain SK-1 16S ribosomal RNA, partial sequence 


Firmicutes; 
477522 Bacteria_16S 
strain L2-TR 16S 


Bacillales; 


Bacillaceae; 
2298005 2297983 26 


Geobacillus. 


48 


ribosomal RNA, partial sequence 


Paenibacillaceae; 


219857581 
22263 
Paenibacillus 
gi| 219857555 
2266147 22676 


gi 


gi|219857531 
2297982 22993 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinac 


477522 Bacteria_16S 


2316189 2316151 26 


64 


gi| 219857518 


brasilensis strain PBl 72 16S ribosomal RNA, partial sequence 
Paenibacillaceae; P 


brasilensis Bacteria; 
477522 Bacteria_16S 
NRRL B-24104 16S 


Firmicutes; Bacillales; 
2341814 2341776 26 


64 


ribosomal RNA, partial sequence 


gi| 219857500 
2341772 23432 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


477522 Bacteria_16S 


2349366 2349340 29 


55 


gi| 219857494 


sulfonivorans strain S1 16S ribosomal RNA, partial sequence 23493 


Bacteria; 
477522 Bacteria_16S 
strain YKJ-10 16S 
Firmicutes; 
477522 Bacteria_16S 
inopinatus strain 


Desulfovibrio. 
477522 Bacteria_16S 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; Firmicutes; 
477522 Bacteria_16S 


peptonophila strain KCTC 9740 16S ribosomal RNA, partial 
Bacillales; 


peptonophila Bacteria; 
477522 Bacteria_16S 


versutus strain AL2 16S ribosomal RNA, partial sequence 


Bacillales; 


2381238 2381200 26 


Bacillaceae; 
2414872 2414838 21 


2431451 2431413 26 


Bacillales; 
2451284 2451246 26 


Firmicutes; 
2470968 2470922 29 


Proteobacteria; Alphaproteobacteria; Rhizobiales; 


64 


ribosomal RNA, partial sequence 
Bacillus. 


55 


64 


64 


75 


Hypho: 
gi| 219857472 
2381197 23827 


gi| 219857450 


HHQ 20 16S ribosomal RNA, partial sequence 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; 


Desulfo 


219857436 
24314 
Paenibacillus 
gi|219857418 
sequence 


gi 


Thermoactinomyceta 


gi] 219857402 


ref|NR_025272.1 
Bartonella. 
ref|NR_025264.1 


ref |NR_025261.1 


ref|NR_025260.1 
Alteromon 
ref|NR_025256.1 
27 2105235 Anoxyn 
Anoxynatronum. 
ref|NR_025247.1 


ref|NR_025244.1 
54 Halobacillus 


ref |NR_025241.1 


ref |NR_025240.1 


ref |NR_025219.1 


ineae; Nocardiop 


ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


ref|NR_025170.1 
2224766 222627 
Paenibacillus. 
ref|NR_025169.1 
29 2227839 Paenib 


ref|NR_025143.1 


ref|NR_025119.1 
eae; Idiomarina. 
ref|NR_025106.1 

2316148 231753 
aenibacillus. 
ref|NR_025088.1 


eae; Pseudonocar 
ref |NR_025082.1 
35 2350745 Hyphom 
microbiaceae; Hy 
ref|NR_025060.1 


ref|NR_025038.1 
2414827 241631 
vibrionales; Des 


ref|NR_025024.1 
10 2432897 Paenib 
ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Nocardioides 


38 2100621 Nocardioides aquiterrae 


Nocardioidaceae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Anoxynatronum 
atronum sibiricum 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 


saceae; 
Pseudonocardia 
9 Pseudonocardia 


seudonocardineae; 


Paenibacillus 
8 Paenibacillus 


Paenibacillus 
acillus kribbensis 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Paenibacillus 
1 Paenibacillus 


Crossiella equi strain 


43 Crossiella equi Bacteria; 


diaceae; Crossiella. 
Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 

Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Desulfovibrio 
0 Desulfovibrio 
ulfovibrionaceae; 


Paenibacillus 
acillus chinjuensis 


Seinonella 
3 Seinonella 


ref|NR_024990.1 


Thioalkalivibrio 


2470921 2472353 Thioalkalivibrio versutus 


Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 


477522 Bacteria_16S 2496348 2496310 26 64 
strain DNP505 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
477522 Bacteria_16S 2505527 2505505 26 48 gi 
strain DSM 12769 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ecto 
477522 Bacteria_16S 2519188 2519162 29 55 gi 
ATCC 700122 16S ribosomal RNA, partial sequence 
Actinobacteria; Coriobacteridae; Coriobacteriales; Cori 
477522 Bacteria_16S 2550433 2550395 26 64 gi 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacill 
477522 Bacteria_16S 2558165 2558107 22 80 gi 
strain SR12 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
477522 Bacteria_16S 2593549 2593503 29 75 gi 
strain FI-25796 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
477522 Bacteria_16S 2619768 2619742 29 55 gi 
strain ATCC 51603 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
477522 Bacteria_16S 2631878 2631844 28 62 gi 
strain ACAM 81 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
477522 Bacteria_16S 2642665 2642627 26 64 gi 
campinasensis strain 324 16S ribosomal RNA, partial seq 
campinasensis Bacteria; Firmicutes; Bacillales; Paeniba 
477522 Bacteria_16S 2651797 2651740 29 86 gi 
strain VB32 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
477522 Bacteria_16S 2656230 2656192 26 64 gi 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partia 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteri 
Nocardioidaceae; Nocardioides. 

477522 Bacteria_16S 2657755 2657717 26 64 gi 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial 
erythreum Bacteri 
Nocardioidaceae; Aeromicrobium. 

477522 Bacteria_16S 2659279 2659241 26 64 gi 
strain ATCC 39419 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Kribbella. 
477522 Bacteria_16S 
strain JCM 3151 1 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbispora. 
477522 Bacteria_16S 2677239 2677201 26 64 
strain MS1-3 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
477522 Bacteria_16S 2678739 2678701 26 64 gi 
juripiscarius strain IS40-3 16S ribosomal RNA, partial 
juripiscarius Bacteria; Firmicutes; Bacillales; Bacilla 
477522 Bacteria_16S 2687738 2687700 26 64 gi 
strain IFM 10088 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
477522 Bacteria_16S 2692209 2692171 26 64 gi 
silvatica strain TT 00-51 16S ribosomal RNA, partial sequ 
silvatica Bacteria; Actinobacteria; Actinobacteridae; Act 
Streptosporangiaceae; Planotetraspora. 

477522 Bacteria_16S 2696538 2696500 26 64 gi 
voinovskiensis strain TH13 16S ribosomal RNA, partial s 
voinovskiensis Bacteria; Firmicutes; Bacillales; Bacill 
477522 Bacteria_16S 2705720 2705682 26 64 gi 
oxidotolerans strain T-2-2 16S ribosomal RNA, partial s 
oxidotolerans Bacteria; Firmicutes; Bacillales; Bacilla 
477522 Bacteria_16S 2707288 2707262 22 48 gi 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial 
thermophila Bacteria; Proteobacteria; Epsilonproteobact 
Hydrogenimonas. 


gi 


Oc 


1 


s 


al 


2669672 2669634 26 64 gi 


Strept 
gi 
ne 
se 


ce 


ne 


eq 
ac 


eq 
le 


s 
er 


ne 


th 


ob 


al 


Eu 


ne 


E 


ct 


da 


a; Actinobacteria; Actinobacteridae; Act 


es; 


nce 


e; 


es; 


ae; 


eae; 


ia; 


477522 Bacteria_16S 2750547 2750509 26 64 gi 


219857385 
2496307 24977 
bacterin 
219857373 
16S ribosomal RNA, partial sequence 2505486 25069 
iorhodos 
219857364 
2519150 25206 
acterine 
219857343 
partial 
Baci 
219857338 
2558106 25596 
bacteriu: 
219857272 
6S ribosomal RNA, partial sequence 2593502 25949 
bacterin 
219857252 
26197 
nterobac 
219857237 
2631843 26332 
eriaceae 
219857229 
ue 
cillaceae; 
219857223 
2651733 26532 
yclaceae 
219857219 
sequen 
Act 


219857218 
equenc 
inomyc 


e 


219857217 
265 


92 


Prop 


219857210 
6S ribosomal RNA, partial sequence 2669632 26710 
osporang 


219857204 
2677198 26786 
bacterin 
219857203 
quence 


Lent 


219857197 
16S ribosomal RNA, partial sequence 2687699 26891 
bacterin 
219857193 
ence 
inomy 


cet 


219857190 
uence 


Ano 


219857184 
uence 
s Family 
219857183 
equen 


ce 


Camp 


219857152 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Microtetraspora. 


ce 
in 


et 


ref|NR_024973.1| Rhodococcus koreensis 
79 Rhodococcus koreensis Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024952.1| Slackia exigua strain 
14 Slackia exigua ATCC 700122 Bacteria; 
ae; Coriobacteriaceae; Slackia. 
ref|NR_024931.1| Bacillus subtilis 
sequence 2550394 2551802 Bacillus 
llaceae; Bacillus. 
ref|NR_024926.1| Eubacterium aggregans 
14 Eubacterium aggregans Bacteria; 
m. 
ref |NR_024903.1 
10 Mycobacterium 
eae; Mycobacteri 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyvera. 
ref|NR_024865.1| Flavobacterium xanthum 
96 Flavobacterium xanthum Bacteria; 
; Flavobacterium. 
ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref|NR_024851.1| Azoarcus indigens 
16 Azoarcus indigens Bacteria; 
; Azoarcus. 
ref |NR_024847.1 
2656189 265766 
omycetales; Prop 


Mycobacterium tusciae 
tusciae Bacteria; 
aceae; Mycobacterium. 
Kluyvera georgiana 
ra georgiana Bacteria; 


Paenibacillus 
1 Paenibacillus 


Nocardioides 
3 Nocardioides 
ionibacterineae; 


ref|NR_024846.1 
2657714 265918 
ales; Propioniba 


Aeromicrobium 
7 Aeromicrobium 
cterineae; 


ref|NR_024845.1 
38 2660707 Kribbe 
ionibacterineae 


Kribbella sandramycini 
lla sandramycini 
Nocardioidaceae; 


, 


Microbispora mesophila 
mesophila Bacteria; 
porangiaceae; 


ref |NR_024838.1 
87 Microbispora 
ineae; Streptos 


ref |NR_024832.1| Nocardia takedensis 
45 Nocardia takedensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024831.1| Lentibacillus 
2678696 2680219 Lentibacillus 
ibacillus. 
ref|NR_024825.1| Nocardia sienata 
13 Nocardia sienata Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_024821.1] Planotetraspora 
2692168 2693639 Planotetraspora 
ales; Streptosporangineae; 


’ 


ref|/NR_024818.1 
2696496 269800 
xybacillus. 
ref|NR_024812.1 
2705678 270719 
XII. Incertae S 
ref|NR_024811.1 
2707242 270866 
ylobacterales; H 


Anoxybacillus 
1 Anoxybacillus 


Exiguobacterium 

1 Exiguobacterium 
edis; Exiguobacterium. 
Hydrogenimonas 

3 Hydrogenimonas 
ydrogenimonaceae; 


ref|NR_024780.1| Microtetraspora 
2750506 2751949 Microtetraspora 
Streptosporangineae; 


477522 Bacteria_16S 
JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangiaceae; 
477522 Bacteria_16S 

strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27 
Actinobacteria; Actinobacteridae; Actinomycetales; 


sphaerica strain 


Planomonospora. 


477522 Bacteria_16S 


terrae strain IFO 


Actinokineospora. 


477522 Bacteria_16S 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 
glycanilyticus Bacteria; 
477522 Bacteria_16S 
koleovorans strain TB 16S ribosomal RNA, partial sequence 
Paenibacillaceae; 


Bacteria; 


Firmicutes; 
477522 Bacteria_16S 

rectilineatus strain IFO 13941 16S ribosomal RNA, partial 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 


2752041 2752003 26 


Planomonospora. 
2753537 2753499 26 


2759597 2759559 26 


2777788 2777750 26 


Firmicutes; 
2788404 2788374 25 


Bacillales; 
2795663 2795625 26 


Micromonosporaceae; Actinoplanes. 


477522 Bacteria_16S 


minutisporangium 


2797186 2797148 26 


64 


64 


64 


64 


Bacillales; 


55 


64 


64 


gi|219857151 


219857150 


gi 


gi|219857146 


ref|NR_024779.1| Planomonospora 
2752000 2753445 Planomonospora 

Streptosporangineae; 

ref alba 


NR_024778.1| Planomonospora 


54939 Planomonospora alba Bacteria; 
Streptosporangineae; 


Streptosporangiaceae; 


ref|NR_024774.1| Actinokineospora 


15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnemataceae; 


gi|219857131|ref|NR_024759.1| Paenibacillus 
2777747 2779208 Paenibacillus 

Paenibacillaceae; Paenibacillus. 
gi|219857124|ref|NR_024752.1| Paenibacillus 


gi|219857119 


gi|219857118 


strain IFO 15962 16S ribosomal RNA, partial sequence 


2788365 2789727 Paenibacillus koleovorans 
Paenibacillus. 


ref|NR_024747.1| Actinoplanes 


sequence 2795622 2797094 Actinoplanes 
Actinomycetales; 


Micromonosporineae; 


ref 


NR_024746.1| Cryptosporangium 
2797145 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 


strain IFO 12513 


2798706 2798668 26 


2800228 2800190 26 


2801751 2801713 26 


2803272 2803234 26 


2804793 2804755 26 


Cryptosporangiaceae; Cryptosporangium. 
477522 Bacteria_16S 


64 


64 


64 


64 


64 


gi|219857117 


16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
477522 Bacteria_16S 
strain IFO 13911 16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
477522 Bacteria_16S 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
477522 Bacteria_16S 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
477522 Bacteria_16S 


gi|219857116 


gi|219857115 
gi| 219857114 


gi|219857113 


omonosporineae Hi 


ref Actinoplanes lobatus 
lobatus Bacteria; 
Micromonosporaceae; Actinoplanes. 
NR_024744.1| Actinoplanes italicus 
italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 
NR_024743.1| Actinoplanes humidus 
humidus Bacteria; 
Micromonosporaceae; Actinoplanes. 
NR_024742.1| Actinoplanes digitatis 
digitatis Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024741.1| Actinoplanes 

2804752 2806224 Actinoplanes 


NR_024745.1 


ref 


ref 


ref 


derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


derwentensis Bact 


Micromonosporaceae; Actinoplanes. 


477522 Bacteria_16S 


consettensis stra 
consettensis Bact 


Micromonosporaceae; Actinoplanes. 


477522 Bacteria_16S 


campanulatus stra 
campanulatus Bact 


Micromonosporaceae; Actinoplanes. 


477522 Bacteria_16S 


venezuelensis str 
venezuelensis Bac 
Streptosporangiac 


477522 Bacteria_16S 


strain JCM 3166 1 


eae; 


2806316 2806278 26 2 
in IFO 14913 16S ribosomal RNA, partial sequence 
7 


2807837 2807799 26 2 
in IFO 12511 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


2818375 2818337 26 2 

ain JCM 3167 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Actinobacteridae; 
Planomonospora. 
2819869 2819831 26 
6S ribosomal RNA, partial sequence 2819828 28212 


64 


eria; Actinobacteria; Actinobacteridae 


64 


64 


64 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 


477522 Bacteria_16S 


parontospora subs 


Actinomycetales; 


477522 Bacteria_16S 


strain IHB1 16S r 
Thermotogae; Ther 


477522 Bacteria_16S 


strain JCM 9312 1 


Catenuloplanes. 


477522 Bacteria_16S 
strain MK703-102F1 16S ribosomal RNA, partial sequence 


p. 


2821362 2821324 26 
antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangineae; 
2827393 2827363 25 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho. 
2828941 2828903 26 
6S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


2833513 2833475 26 


64 


55 


64 


64 


Actinomycetales; Micromo 
gi|219857112|ref|NR_024740.1 
2806275 280774 


19857111|ref 


gi 


219856905 | ref 


gi 


Actinomycetales; 


Planomonospora. 
NR_024726.1 


Micromo 


NR_024739.1 
2807796 280926 


Actinomycetales; Micromo 
gi|219856911|ref|NR_024732.1 
2818334 281977 
Actinomycetales; Strept 
gi|219856910|ref|NR_024731.1 
70 Planobispora 
Streptosporangineae; Streptosp 
gi| 219856909 |ref|NR_024730.1 


partial sequen 
antibiotica Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; 


nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Planomonospora 
7 Planomonospora 


osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Thermosipho japonicus 


2827347 2828849 Thermosipho japonicus Bacteria; 


219856904 |ref 


gi 


219856901 |ref 


gi 


NR_024725.1 
39 Catenuloplanes crispus Bacteria; 
Micromonos 


Catenuloplanes crispus 


poraceae; 


NR_024722.1 
2833466 2834941 Nocardia vinacea Bacteria; 


Nocardia vinacea 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


477522 Bacteria_ 


kururiensis strai 
Proteob 


Bacteria; 
477522 Bacteria_ 


halophilum strain 
halophilum Bacter 


477522 Bacteria_ 


strain JCM9070 16 
Bacil 


Firmicutes; 
477522 Bacteria_ 


cyanogriseus stra 
cyanogriseus Bact 
Pseudonocardiacea 


477522 Bacteria_ 


IFO 16102 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


477522 Bacteria_ 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 
477522 Bacteria_1 
YU655-43 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


ochraceum strain 


ochraceum Bacteri 
Micromonosporacea 
477522 Bacteria_1 


strain JCM1234 16 
Proteobacteria; 


strain 10.268-1 1 


wratislaviensis s 


wratislaviensis B 
Rho 
477522 Bacteria_16S 


Nocardiaceae; 


strain DSM 3670 1 
Firmicutes; Bacil 


477522 Bacteria_16S 


thermoruber strai 
Bacteria; 


actinosclerus str 
actinosclerus Bac 
Hymenobacter. 


477522 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain ORS 992 16 


477522 Bacteria_16S 


balaenopterae str 
balaenopterae Bac 


477522 Bacteria_16S 


strain F98.3HR69 


477522 Bacteria_16S 


gifhornensis stra 
gifhornensis Bact 
Micromonosporacea 


477522 Bacteria_16S 


strain N2 16S rib 
Proteobacteria; A 


477522 Bacteria_16S 


strain Nl 16S rib 
Proteobacteria; A 


lales; Bacillales Family XI. Incertae Sedis; Gemella. 

3075531 3075493 26 64 gi|219846871|ref|NR_026463.1| Rhizobium undicola 

S ribosomal RNA, partial sequence 3075492 3076924 Rhizobium undicola Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 

3089173 3089143 25 55 gi|219846862|ref|NR_026454.1| Granulicatella 
ain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
teria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

3098173 3098123 29 79 gi| 219846856 |ref|NR_026448.1| Arthrobacter rhombi 
16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

3102627 3102589 26 64 gi|219846853|ref|NR_026445.1| Verrucosispora 
in HR1-2 16S ribosomal RNA, partial sequence 3102586 3104047 Verrucosispora 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

e; Verrucosispora. 

3107141 3107111 25 55 gi|219846850|ref|NR_026442.1| Rhodovulum robiginosum 
osomal RNA, complete sequence 3107102 3108515 Rhodovulum robiginosum Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

3108605 3108575 25 55 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 
osomal RNA, complete sequence 3108566 3109980 Rhodovulum iodosum Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodovulum. 

3113100 3113040 26 86 gi|219846846|ref|NR_026438.1| Azoarcus anaerobius 


477522 Bacteria_16S 


strain DSM 12081 


G 
477522 Bacteria_1 


Firmicu 
477522 Bacteria_16S 
cylindrosporum st 
cylindrosporum Ba 
477522 Bacteria_16S 


S ribosomal RNA, partial sequence 28 
lales; Bacillaceae; Bacillus. 


16S 2937581 2937543 26 64 gi 


Actinoalloteichus. 
2939099 2939061 26 
osomal RNA, partial sequence 


e; 


168 64 gi 


16S 2940620 2940582 26 64 gi 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

6S 2942139 2942101 26 


64 gi 


e; Virgisporangium. 

6S 2951241 2951215 29 55 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
6S 2984675 2984637 26 64 gi 


gi 


6S 2986197 2986159 26 64 gi 
acteria; Actinobacteria; Actinobacteri 
dococcus. 

2999913 2999875 26 


64 gi 


lales; Bacillaceae; Geobacillus. 
3001479 3001441 26 64 gi 
tes; Bacillales; Paenibacillaceae; 
3033213 3033175 26 64 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; 
3065122 3065088 29 63 gi 
ain 1187 16S ribosomal RNA, partial se 
teria; Bacteroidetes; Sphingobacteria; 
3066617 3066579 26 


64 gi 


16S ribosomal RNA, complete sequence 


in IFO 14455 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 


2939058 29405 
nocardin 


n YU438-5 16S ribosomal RNA, partial s 


2951208 29526 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
477522 Bacteria_1 
train NCIMB 13082 16S ribosomal RNA, p 


6S ribosomal RNA, partial sequence 2999867 30013 


n BT2 16S ribosomal RNA, partial seque 
Bre 


Clostr 


16S ribosomal RNA, partial sequence 3066573 30679 


81499 28830 


219856831 
1 


219856830 


do 
219856829 

equence 

Actinomyc 


219856828 
quence 
inomycet 


219856822 


Enterobac 
219846933 


nebacterin 
219846932 
artial seq 
dae; Actin 


219846923 


219846922 
nce 30014 
vi 
219846900 
equence 

idiales; C 
219846878 
quence 

Sphingoba 


219846877 


sequence 
Actinomy 


bacillus. 


ref |NR_024650.1 

2937540 29390 
cetales; Pseudo 
ref|NR_024649.1 
eae; Actinosynn 
ref|NR_024648.1 


2940579 29420 
etales; Micromo 


ref |NR_024647.1 
2942098 29435 
ales; Micromono 


, 


ref |NR_024641.1 
57 Enterobacter 
teriaceae; Ente 
ref|NR_026525.1 
05 Nocardia flav 
eae; Nocardiace 
ref|NR_026524.1 
uence 29861 
omycetales; Cor 


ref|NR_026515.1 
82 Geobacillus p 


ref |NR_026514.1 
33 3002946 Brevi 


ref |NR_026492.1 
3033166 30346 
lostridiaceae; 
ref |NR_026470.1 
3065078 30665 
cteriales; Flex 


ref|NR_026469.1 
47 Gemella palat 


0 
n 


4 
n 


6 
s 


xr 


a 


5 
y; 


b 


4 


c 


2 
i 


16S 2835043 2834993 30 80 gi|219856900|ref|NR_024721.1| Burkholderia 

n KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

16S 2876839 2876801 26 64 gi|219856873|ref|NR_024692.1| Salimicrobium 
DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 

ia; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

16S 2881540 2881502 26 64 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Actinoalloteichus 
7 Actinoalloteichus 
ocardineae; 


Lentzea albida strain 


28 Lentzea albida Bacteria; 
e 


mataceae; Lentzea. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Enterobacter gergoviae 
gergoviae Bacteria; 
obacter. 

Nocardia flavorosea 
orosea Bacteria; 

e; Nocardia. 
Rhodococcus 

6 2987629 Rhodococcus 
nebacterineae; 


Geobacillus pallidus 
allidus Bacteria; 


Brevibacillus 
acillus thermoruber 


Clostridium 
4 Clostridium 
lostridium. 
Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Gemella palaticanis 
icanis Bacteria; 


3113039 3114569 Azoarcus anaerobius Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


477522 Bacteria_16S 
zavarzinii strain 
zavarzinii Bacteria; 
477522 Bacteria_16S 


hollandicum Bacteria; 
Hyphomicrobium. 
477522 Bacteria_16S 


plurifarium strain LMG 1 


plurifarium Bacteria; 
Mesorhizobium. 
477522 Bacteria_16S 


Bacteria; Firmicutes; 
477522 Bacteria_16S 

guttoideum strain 
guttoideum Bacteria; 
477522 Bacteria_16S 


Proteobacteria; 
477522 Bacteria_16S 


Proteobacteria; 
477522 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 


ZV-622 


3126739 3126713 29 
16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 

3128227 3128201 29 
hollandicum strain IFAM 


Proteobacteria; 


3131141 3131103 26 
1892 16S ribosomal RNA, partial 


Proteobacteria; 


3153797 3153771 29 
orientis strain DSM 765 


16S ribosomal 
Clostridia; 


Firmicutes; 


Proteobacteria; 


KB-677 16S ribosomal RNA, parti 
Alphaproteobacteria; 


Clostridiales; 
3157007 3156953 25 
DSM 4024 16S ribosomal RNA, partial s 
Clostridia; 
3181176 3181150 29 

strain LMG 471 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
3185830 3185804 29 
strain LMG 673 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Xanthomonadales; 
3187382 3187356 29 


11 16S ribosomal RNA, partial s 


64 


55 gi 


al 


gi|219846834 
sequence 
Alphaproteobacteria; 


219846819 


Rhizobiales; 


ref|NR_026426.1 


w 


Rhizobiales; 


ref|NR_026411.1 


55 gi| 219846837 |ref|NR_026429.1| Hyphomicrobium 

uence 3126704 3128141 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

55 gi|219846836|ref|NR_026428.1| Hyphomicrobium 


sequence 3128192 3129616 Hyphomicrobium 
Hyphomicrobiaceae; 


Mesorhizobium 


131100 3132536 Mesorhizobium 
Phyllobacteriaceae; 


Desulfosporosinus 


RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 


79 gi 


55 gi 
55 gi 


55 gi 


Peptococcaceae; 
219846817 
equence 3156952 3158446 Desulfotomaculum 
Clostridiales; 
219846800 
3181138 31826 
Xanthomonadaceae; 
219846797 
3185792 31872 
Xanthomonadaceae; 
219846796 
equence 3187344 318884 
Gammaproteobacteria; Xanthomonadales; 


Xanthomonas. 


477522 Bacteria_16S 
strain LMG 690 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
477522 Bacteria_16S 
strain LMG 733 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
477522 Bacteria_16S 


Proteobacteria; 


Proteobacteria; 


strain LMG 847 16 
Proteobacteria; 


strain LMG 8670 1 
Proteobacteria; 


strain LMG 736 16 
Proteobacteria; 


Firmicutes; 


strain WV6 16S ri 
Firmicutes; 


strain LMG 5743 1 
Proteobacteria; 


strain LMG 5047 1 
Proteobacteria; 


strain LMG 708 16 
Proteobacteria; G 


strain LMG 538 16 
Proteobacteria; G 


albilineans strai 
albilineans Bacte 
Xanthomonas. 


477522 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


477522 Bacteria_16S 


strain DSM 20138 


G 
477522 Bacteria_16S 
strain DG-1 16S r 


Clostridia; 
477522 Bacteria_16S 

6S ribosomal RNA, partial sequence 3288642 32901 
ammaproteobacteria; Xanthomonadales; Xan 
477522 Bacteria_16S 


G 


G 


3188934 3188908 29 


3190486 3190460 29 


3192038 3192012 29 


3193590 3193564 29 


3195140 3195114 29 


3202531 3202505 29 


3290205 3290179 29 


3291757 3291731 29 


3293309 3293283 29 


3294861 3294835 29 


ria; Proteobacteria; 
3296401 3296375 29 
M 9787 16S r 
tes; Clostridia; 
3402851 3402801 29 


3452191 3452141 29 


Xanthomonadales; 


Xanthomonadales; 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
477522 Bacteria_16S 


Xanthomonadales; 


Xanthomonadales; 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
219846786 
3202501 32039 
Clostridiales; Veillonellaceae; S 


ibosomal RNA, partial sequence 
Clostridia; 
477522 Bacteria_16S 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xan 
477522 Bacteria_16S 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; Xan 
477522 Bacteria_16S 
n LMG 494 16S ribosomal RNA, partial seq 
Gammaproteobacteria 


ibosomal RNA, partial sequen 
Clostridiales; 


55 gi 


55 gi 
55 gi 
55 gi 


55 gi 


55 gi 


3248029 3248000 24 53 gi|219846755|ref|NR_026347.1 
bosomal RNA, partial sequence 3247999 32493 
Clostridiales; Clostridiaceae; Clostridium. 
3288680 3288654 29 55 gi|219846728|ref|NR_026320.1 


55 gi 


55 gi 


thomonadaceae; Xanthomon 

55 gi|219846725|ref|NR_026317.1 
3293271 32947 

thomonadaceae; Xanthomon 

55 gi|219846724|ref|NR_026316.1 


55 gi 
Lachnosp 


79 gi 


79 gi 


219846795 
3188896 31903 
Xanthomonadaceae; 
219846794 
3190448 31919 
Xanthomonadaceae; 
219846793 
3192000 31935 
Xanthomonadaceae; 
219846792 
6S ribosomal RNA, partial sequence 3193552 31950 
Gammaproteobacteria; 
477522 Bacteria_16S 


Xanthomonadaceae; 
219846791 
3195102 31966 


219846727 
6S ribosomal RNA, partial sequence 3290167 32916 
ammaproteobacteria; Xanthomonadales; Xan 
477522 Bacteria_16S 219846726 


3291719 32932 


219846723 


219846643 
16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


477522 Bacteria_16S 219846608 


ref|NR_026409.1 


Lachnospiraceae. 
ref |NR_026392.1 


ref|NR_026389.1 


ref |NR_026388.1 


ref |NR_026387.1 


ref|NR_026386.1 
ref|NR_026385.1 
ref 


NR_026384.1 


ref|NR_026383.1 


ref |NR_026378.1 


poromusa. 


Xanthomon 
NR_026319.1 


thomonadaceae; 
ref 


Xanthomon 
NR_026318.1 


thomonadaceae; 
ref 


uence 


; Xanthomonadales; Xanth 


ref|NR_026315.1 
ce 3296373 3297834 Pseudo 
iraceae; Pseudobutyrivib 
ref |NR_026235.1 


occineae; Micrococcaceae 


Desulfosporosinus. 


Desulfotomaculum 


Xanthomonas sacchari 


37 Xanthomonas sacchari Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas melonis 


51 Xanthomonas melonis Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Sporomusa silvacetica 


81 Sporomusa silvacetica Bacteria; 


Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 


as. 
Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Arthrobacter ilicis 


ilicis Bacteria; 


; Arthrobacter. 


ref |NR_026200.1 


Micrococcus lylae 


strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 


477522 Bacteria_16S 


strain DSM 20550 


strain DSM 20541 


protophormiae str 
protophormiae Bac 


Micrococcaceae; Arthrobacter. 
477522 Bacteria_16S 


nicotinovorans st 
nicotinovorans Ba 


Micrococcaceae; Arthrobacter. 
477522 Bacteria_16S 


strain DSM 20546 


polychromogenes s 
polychromogenes B 


Micrococcaceae; Arthrobacter. 
477522 Bacteria_16S 


nicotianae strain 
nicotianae Bacter 
Arthrobacter. 


477522 Bacteria_16S 


strain DSM 20133 


strain DSM 4954 1 


strain 6843 DSM 1 


strain DSM 3133 1 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


477522 Bacteria_16S 


strain DSM 8723 1 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain DSM 8721 1 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain DSM 8720 1 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain DSM 8715 1 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


477522 Bacteria_16S 


celerecrescens st 
celerecrescens Ba 


477522 Bacteria_16S 


strain LMG 7837 1 
Proteobacteria; A 
Sinorhizobium. 


477522 Bacteria_16S 
strain USDA 1844 16S ribosomal RNA, partial sequence 3645244 36466 


Proteobacteria; A 


477522 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


477522 Bacteria_16S 


3455238 3455188 29 79 gi 
oc 


3456770 3456720 29 79 gi 
oc 
3458271 3458221 29 79 gi 
ain DSM 20168 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


al 
e; 


3459794 3459744 29 79 gi 
rain DSM 420 16S ribosomal RNA, comple 
cteria; Actinobacteria; Actinobacterid 
3461312 3461262 29 79 gi 
oc 
3462835 3462785 29 79 gi 
train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


ti 
da 


3465881 3465831 29 79 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


se 
Ac 
3468925 3468875 29 79 gi 
oc 


3475021 3474983 26 64 gi 
ne 


3478073 3478023 29 79 gi 
no 
3487167 3487118 29 78 gi 
oc 
3496247 3496221 29 55 gi 
DSM 20642 16S ribosomal RNA, partial s 
teria; Actinobacteria; Coriobacteridae 
Coriobacterium. 

3535626 3535588 26 64 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3538736 3538698 26 64 

6S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
3540307 3540269 26 64 


’ 


v 


gi 


gi 


gi 


Bacillus. 
64 


lales; Bacillaceae; 
3543434 3543396 26 
6S ribosomal RNA, 


gi 


lphaproteobacteria; Rhizobiales; Rhizobi 
3681905 3681883 26 48 gi 
38 16S ribosomal RNA, partial sequence 


acteria; Alphaproteobacteria; Rhodobacte 


te 
ae 


219846606 
16S ribosomal RNA, partial sequence 3455187 34566 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
477522 Bacteria_16S 


219846602 
sequenc 
Actino: 


v 


219846601 
16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
477522 Bacteria_16S 


e; 


219846598 


quence 


219846596 
16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
477522 Bacteria_16S 


uence 


219846552 
3535585 35370 


219846550 
3538695 35402 


219846549 
6S ribosomal RNA, complete sequence 3540266 35417 


219846547 
complete sequence 3543393 35448 


lales; Bacillaceae; Bacillus. 
3592232 3592202 25 55 gi| 219846513 
6S ribosomal RNA, partial sequence 3592199 35936 
ridia; Clostridiales; Clostridiaceae; Clostridiu 
3598365 3598335 25 55 gi| 219846508 
rain DSM 5628 16S ribosomal RNA, partial sequenc 
cteria; Firmicutes; Clostridia; Clostridiales; C 
3603037 3602999 26 64 gi| 219846504 


6S ribosomal RNA, partial sequence 3602996 36044 
lphaproteobacteria; Rhizobiales; Rhizobiaceae; S 
3645285 3645247 26 64 gi|219846474 


aceae; 


219846449 
36818 


rales; 


3722527 3722497 25 55 gi 


219846419 


occineae 
219846605 
16S ribosomal RNA, partial sequence 3456719 34581 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
477522 Bacteria_16S 


occineae 
219846600 
al seque 
Actin 


tinomyce 


bacterin 
219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
477522 Bacteria_16S 


mycineae 
219846584 
6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
477522 Bacteria_16S 


occineae 
219846578 
eq 
Coriobac 


occineae; 
219846603 
sequenc 
Actinomycet 


occineae; 
219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
477522 Bacteria_16S 


R 


R 


ref|NR_026198.1 
68 Arthrobacter 
; Micrococcaceae 
ref|NR_026197.1 
69 Nesterenkonia 
3 Micrococcacea 
ref|NR_026195.1 
e 3458220 345969 
ales; Microc 


ref|NR_026194.1 
e 3459743 346121 
mycetales; Micro 


ref|NR_026193.1 
33 Arthrobacter 
; Micrococcaceae 
ref|NR_026192.1 
nce 346278 
omycetales; Micr 


ref|NR_026190.1 
3465830 346730 
tales; Micrococc 


ref|NR_026188.1 
48 Arthrobacter 
3 Micrococcacea 
ref|NR_026184.1 


Nocardiacea 
NR_026182.1 


eae; 
ref 
; Ac 
ref 


tinomycetace 
NR_026176.1 
; Cellulomonadac 
ref|NR_026170.1 
3496207 349764 
teriales; Coriob 


ref|NR_026144.1 


ref|NR_026142.1 
15 Bacillus 


ref|NR_026141.1 
87 Bacillus 


ref|NR_026139.1 
98 Bacillus 
ref|NR_026105.1 
m. 
ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026066.1 
hizobium/Agrobac 
ref |NR_026040.1 
64 3683252 Octade 
hodobacteraceae; 


sporothermodurans strain M215 16S ribosomal RNA, partial sequence 
sporothermodurans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 


e: 


Arthrobacter agilis 


agilis Bacteria; 


’ 


Arthrobacter. 
Nesterenkonia halobia 
halobia Bacteria; 
Nesterenkonia. 
Arthrobacter 

2 Arthrobacter 
occineae; 


v 


Arthrobacter 
0 Arthrobacter 
coccineae; 


Arthrobacter ramosus 


ramosus Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

4 3464255 Arthrobacter 
ococcineae; 


Arthrobacter 
1 Arthrobacter 


ineae; Micrococcaceae; 


Arthrobacter citreus 


citreus Bacteria; 
e: 


Arthrobacter. 
Rhodococcus globerulus 


’ 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 
Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Coriobacterium 

1 Coriobacterium 

acterineae; 


Bacillus halmapalus 


88 Bacillus halmapalus Bacteria; 


Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Clostridium 
6 Clostridium 
lostridium. 
Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Octadecabacter 
cabacter arcticus 
Octadecabacter. 


ref|NR_026010.1 
3722493 372398 


Bacillus 
9 Bacillus 


477522 Bacteria_16S 
strain 172 16S ri 
Proteobacteria; D 
477522 Bacteria_16S 
fibrisolvens stra 
fibrisolvens Bacteria; 
477522 Bacteria_16S 


strain UPM-Ca7 16 


Bacteria; 


strain AW 25 16S 
Firmicutes; 


strain IFO 15474 


Firmicutes; 
477522 Bacteria_16S 


3761109 3761083 29 


3762627 3762601 29 
Firmicutes; 
3800194 3800156 26 
3810814 3810757 29 


Lactobacillales; 
3844270 3844240 25 


Staphylococcus. 
3851773 3851735 26 


Firmicutes; 
3900835 3900797 26 


Clostridia; 


55 


bosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales; 


55 


in ATCC 19171 16S ribosomal RNA, partial 
Clostridia; 


64 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
477522 Bacteria_16S 
funditum strain p 


86 


£3 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


55 


ribosomal RNA, partial sequence 
Bacillales; 
477522 Bacteria_16S 

cellulolyticus st 
cellulolyticus Bacteria; 
477522 Bacteria_16S 


64 


rain CD2 16S ribosomal RNA, partial sequence 
Clostridiales; R 


64 


16S ribosomal RNA, partial sequence 3900794 39022 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 


477522 Bacteria_16S 
rain YU 127-1 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; 
477522 Bacteria_16S 
in IFO 12536 16S ribosomal RNA, partial 
Bacillales; 


yamanashiensis st 
yamanashiensis Ba 


okeanokoites stra 


okeanokoites Bacteria; 
477522 Bacteria_16S 

ain M-8 16S ribosomal RNA, 
Bacillales; 


laevolacticus str 
laevolacticus Bac 


477522 Bacteria_16S 


IAM 12464 16S rib 
Bacillales; Bacil 


477522 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; 


strain TF-22T 16S 


Proteobacteria; G 
477522 Bacteria_16S 


vulcanalis strain 
Bacteria; Firmicu 


strain SRL4225 16 
Proteobacteria; D 


Sphingobacteria; 
477522 Bacteria_16S 


3917308 3917270 26 


Spirilliplanes. 
3929892 3929854 26 


Firmicutes; 
3957802 3957764 26 


teria; Firmicutes; 
3959336 3959298 26 


laceae; Bacillus. 
3984283 3984249 29 
4044528 4044502 29 


4047607 4047569 26 


4064090 4064056 21 


4067066 4067044 26 


64 


64 


64 


complete sequence 
Sporolactobacilla 


64 


osomal RNA, partial sequence 


63 


6S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteriales; Flammeovirgac 


55 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 


64 


CsHg2 16S ribosomal RNA, partial sequence 40475 
tes; Bacillales; Alicyclobacillaceae; 
477522 Bacteria_16S 


55 


S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 
477522 Bacteria_16S 


48 


strain SGT-108 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Legionellales; 
477522 Bacteria_16S 


4068598 4068576 26 


48 


strain SGT-39 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Legionellales; 
477522 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


477522 Bacteria_16S 


halophilus strain 
halophilus Bacter 


477522 Bacteria_16S 


halophilus strain 
halophilus Bacter 
Aestuariibacter. 


477522 Bacteria_16S 


salexigens strain 
salexigens Bacter 
Aestuariibacter. 


477522 Bacteria_16S 


strain MSS-155 16 
Firmicutes; Bacil 


477522 Bacteria_16S 


4082389 4082351 26 
2301083 
a; Firmicutes; 
4097355 4097321 29 


Bacteroidetes; 
4127646 4127620 29 
JC2043 

ia; 


ia; 


4129133 4129107 29 


16S ribosomal RNA, 
Bacillales; 


64 


partial sequence 
Paenibacillaceae; 


63 


JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


55 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


55 


JC2042 16S ribosomal RNA, partial sequence 
ia; Proteobacteria; Gammaproteobacteria; Alterom 
4132185 4132147 26 64 gi|219846125 
S ribosomal RNA, partial sequence 4132144 41336 
lales; Bacillaceae; Halobacillus. 
4196669 4196631 26 64 gi| 219846077 


strain G2 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 


Clostridiales; 


Planococcaceae; 


gi|219846391 
3761076 37625 
Geobacte 
219846390 
sequenc 
Lac 
gi|219846362 
3800153 38015 


gi 


219846355 

38107 
Carnoba 
gi] 219846332 
3844228 38456 


gi 


gi| 219846327 


gi|219846294 
Streptosporang 
219846282 


sequenc 
Actino: 


gi 


219846274 
sequence 
Pl 
219846253 


gi 


gi 


gi| 219846252 
3959295 39607 


gi|219846235 


gi|219846190 
4044490 40459 
gi|219846188 
Alicycloba 
gi| 219846176 
4064043 40655 
Desulfov 
gi|219846174 
4067035 40685 
Coxiellaceae; 
gi| 219846173 
4068567 40700 
Coxiellaceae; 
gi|219846164 


Pae 


gi|219846154 


Sphingobacte 
gi| 219846131 


Alterom 


gi|219846130 


ref |NR_025982.1 
raceae; 
ref |NR_025981.1 
e€ 3762598 376407 


e 3917267 391873 
mycetales; Micro 


NR_025864.1 
3929851 393132 
anomicrobium. 
ref |NR_025843.1 

3957761 395924 
ceae; Sporolacto 
ref |NR_025842.1 


ref|NR_025825.1 


Roseivirga. 
NR_025780.1 


eae; 
ref 


aceae; Alteromon 
ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 

ref |NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025764.1 


Aquicella. 
ref|NR_025763.1 


Aquicella. 
ref|NR_025754.1 

4082348 408382 
nibacillus. 
NR_025744.1 
4097319 409874 
riales; Cyclobac 
ref|NR_025721.1 
127615 412904 
onadales; Altero 


rs 


ref|NR_025720.1 
129099 413053 


onadales; Altero 


rs 


ref|NR_025715.1 
65 Halobacillus 


77 Bacillus firmus Bacteria; 


Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
Geobacter. 


Butyrivibrio 
4 Butyrivibrio 


hnospiraceae; Butyrivibrio. 


ref |NR_025953.1| Mesorhizobium ciceri 
75 Mesorhizobium ciceri Bacteria; 
eae; Mesorhizobium. 
ref|NR_025946.1| Carnobacterium 
56 3812276 Carnobacterium funditum 
cterium. 
ref|NR_025922.1| Staphylococcus warneri 
97 Staphylococcus warneri Bacteria; 
ref|NR_025917.1| Acetivibrio 

3851732 3853195 Acetivibrio 
uminococcaceae; Acetivibrio. 
ref|NR_025884.1| Herbidospora cretacea 
68 Herbidospora cretacea Bacteria; 
ineae; Streptosporangiaceae; 
ref|NR_025872.1| Spirilliplanes 


6 Spirilliplanes 
monosporineae; 


Planomicrobium 
2 Planomicrobium 


Sporolactobacillus 
4 Sporolactobacillus 
bacillus. 
Bacillus firmus strain 
Firmicutes; 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Alicyclobacillus 
lobacillus vulcanalis 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Paenibacillus 
2 Paenibacillus 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Aestuariibacter 
8 Aestuariibacter 
monadaceae; 


Aestuariibacter 
7 Aestuariibacter 


monadaceae; 


Halobacillus locisalis 


locisalis Bacteria; 


ref|NR_025667.1 


Anoxybacillus gonensis 


4196627 4198008 Anoxybacillus gonensis Bacteria; 


477522 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


477522 Bacteria_16S 


strain BA160 16S 


4208632 4208594 26 64 gi 


ribosomal RNA, partial sequence 


219846069 


SF-20 16S ribosomal RNA, partial sequence 42085 
tes; Bacillales; Bacillaceae; Lentibacillus. 
4235986 4235936 30 80 gi|219846044 


4235935 42373 


ref |NR_025659.1 
91 4210111 Lenti 


ref |NR_025634.1 


b 


Lentibacillus 
acillus salicampi 


Aquiflexum balticum 


93 Aquiflexum balticum Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 
477522 Bacteria_16S 13523 13466 29 86 gi|265679054|ref|NR_029362.1| Francisella tularensis 
subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 


subsp. tularensis 
Francisella. 


477522 Bacteria_16S 


synnemataformans 
synnemataformans 
Nocardiopsaceae; 


477522 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


477522 Bacteria_16S 


dassonvillei subs 


Bacteria; Proteobacteria; 
42329 42300 26 55 gi 
strain IMMIB D-1215 16S ribosomal RNA, 


Nocardiopsis. 
66738 66713 23 48 gi 
train Y-345 16S ribosomal RNA, partial 


84615 84586 26 55 gi 


p. 


Gammaproteo 


Bacteria; Actinobacteria; Actinobacter 


acteria; Proteobacteria; Alphaproteoba 


dassonvillei strain IMRU 509 16S ri 


bacteria; 


265679035 
partial s 
idae; Acti 


265679019 
sequence 


cteria; 


265679006 


Sp 


bosomal RN. 


Thiotrichales; Francisellaceae; 
ref |NR_029343.1| Nocardiopsis 
equence 42294 43754 Nocardiopsis 
nomycetales; Streptosporangineae; 
ref|NR_029327.1| Sphingomonas 

66694 68135 Sphingomonas 
hingomonadales; Sphingomonadaceae; 
ref |NR_029314.1| Nocardiopsis 
A, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


477522 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


477522 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


477522 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


477522 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


477522 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


477522 Bacteria_16S 


strain YIM 70081 
Actinobacteria; A 


477522 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


477522 Bacteria_16S 


strain YIM 70085 
Actinobacteria; A 


477522 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Micrococcaceae; N 


477522 Bacteria_16S 


valerianellae str 
valerianellae Bac 


477522 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


477522 Bacteria_16S 


biprosthecium str 
biprosthecium Bac 
Asticcacaulis. 


477522 Bacteria_16S 


strain LA1 16S ri 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


477522 Bacteria_16S 


strain 256 16S ri 
Proteobacteria; G 


bosomal RNA, partial sequence 


248326 248269 29 86 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


284439 284386 2 55 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
358715 358666 29 78 gi 


ctinobacteridae; Actinomycetales; Micr 
395088 395059 26 55 gi 
n 28-1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Tenuibac 
421381 421332 29 78 gi 


ctinobacteridae; Actinomycetales; Micr 
426091 426042 29 78 gi 
ain YIM70097 16S ribosomal RNA, partia 
teria; Actinobacteria; Actinobacterida 
esterenkonia. 


477522 Bacteria_16S 


195893 19735 
ammaproteobacteria; Methylococcales; Methylococc 


265678896 
al sequenc 
acteria; N 


265678870 
ence 28438 
acterales; 
265678815 


16S ribosomal RNA, partial sequence 358665 36015 


ococcineae 
265678791 
ence 39505 
illus. 

265678773 


16S ribosomal RNA, partial sequence 421328 42283 


ococcineae 
265678770 
1 sequence 


e; Actinomycet 


aceae; Methylomi 
ref |NR_029204.1 
e 248268 249768 
eisseriales; Nei 


ref |NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref |NR_029120.1 
4 Nesterenkonia 
; Micrococcaceae 
ref|NR_029096.1 
0 396528 Tenuib 


ref |NR_029078.1 


; Yaniellaceae; 
ref|NR_029075.1 

426041 427535 
ales; Microc 
ref |NR_028973.1 
e 575863 577354 
olderiales; Coma 
ref |NR_028942.1 
9 622643 Chryse 
cteriaceae; Chry 
ref |NR_028872.1 

719632 721036 
obacterales; Cau 


ref |NR_028854.1 
8 Psychroflexus 
+ Psychroflexus. 
ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028802.1 


teriaceae; Kluyv 


575921 575869 29 81 gi| 265678668 
ain CFBP 4730 16S ribosomal RNA, partial sequenc 
teria; Proteobacteria; Betaproteobacteria; Burkh 

621270 621233 26 63 gi| 265678637 
2 16S ribosomal RNA, partial sequence 62122 
idetes; Flavobacteria; Flavobacteriales; Flavoba 

719678 719653 23 48 gi| 265678568 
ain ACM 2498 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; Caul 

744026 744005 28 49 gi| 265678550 
bosomal RNA, partial sequence 744001 74541 
avobacteria; Flavobacteriales; Flavobacteriaceae; 

762880 762851 26 55 gi| 265678537 
ribosomal RNA, partial sequence 762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 

819584 819559 29 54 gi| 265678499 
bosomal RNA, partial sequence 819558 82101 
ammaproteobacteria; Enterobacteriales; Enterobac 

839505 839476 26 55 gi| 265678486 


ref |NR_028789.1 


Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
151678 151649 26 55 gi|265678961|ref|NR_029269.1| Clostridium 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
191420 191363 29 86 gi|265678935|ref|NR_029243.1| Methylomonas 
JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 
195951 195894 29 86 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Microvirgula 
Microvirgula 

sseriaceae; 


Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Tenuibacillus 

acillus multivorans 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 
occineae; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Chryseobacterium 
obacterium defluvii 
seobacterium. 
Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Psychroflexus tropicus 
tropicus Bacteria; 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Kluyvera intermedia 


0 Kluyvera intermedia Bacteria; 


era. 
Geobacillus uzenensis 


strain U 16S ribosomal RNA, partial sequence 839468 840930 Geobacillus uzenensis Bacteria; Firmicutes; 


Bacillales; Bacil 


laceae; Geobacillus. 


477522 Bacteria_16S 


strain IMI 359870 
Proteobacteria; B 


477522 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


477522 Bacteria_16S 


strain DAPP-PG 22 
Proteobacteria; A 


477522 Bacteria_16S 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


477522 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


477522 Bacteria_16S 


strain ES10.1 16S 
Actinobacteria; A 


477522 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


477522 Bacteria_16S 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


477522 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


477522 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


477522 Bacteria_16S 


Mi268 16S ribosom 
Lactobacillales; 


477522 Bacteria_16S 


strain 2DT 16S ri 
Firmicutes; Bacil 


477522 Bacteria_16S 
16S ribosomal RNA, partial sequence 1302478 13039 


cellulosolvens 6 
Bacteria; Firmicu 


477522 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


Weissella. 


motogales; 
477522 Bacteria_16S 


941778 941721 29 86 gi 
16S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1058175 1058142 31 64 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1077573 1077548 23 48 gi 
4 16S ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
1089720 1089691 26 55 gi 
ain A-5 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 
1106257 1106228 26 55 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


1130479 1130450 26 55 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 
1163781 1163740 23 64 
osomal RNA, partial sequence 

tes; Clostridia; Clostridiales; Veillo 
1269572 1269527 30 75 gi 
n Tokyo 01 16S ribosomal RNA, partial 
ria; Proteobacteria; Deltaproteobacter 


gi 


Stre 
gi 


1284375 1284346 26 55 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1285932 1285903 26 55 gi 
in YKJ-101 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Jeotgali 
1287497 1287448 29 78 gi 
al RNA, partial sequence 


1296432 1296403 26 55 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1302508 1302479 25 54 


gi 


gi 


Eubact 
gi 


tes; Clostridia; Clostridiales; 
1393597 1393544 30 83 
bosomal RNA, partial sequence 

Thermotogaceae; Thermotoga. 
1396637 1396608 26 55 gi 
RS 2060 16S ribosomal RNA, partial seq 


Bacteria; Proteobacteria; Alphaproteo 


477522 Bacteria_16S 


ferrooxidans stra 
Bacteria; Nitrosp 


477522 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


477522 Bacteria_16S 


strain R7 16S rib 
Proteobacteria; G 


477522 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


477522 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


477522 Bacteria_16S 
caeruleus strain DSM 44103 16S ribosomal RNA, pa 
Couchioplanes caeruleus subsp. 


caeruleus subsp. 


Actinomycetales; 


477522 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 


1431553 1431520 31 64 gi 
in L15 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; L 
1440822 1440793 26 55 gi 

SH714 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Filobaci 
1445429 1445400 26 55 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1458803 1458778 30 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1469525 1469496 26 55 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
1493797 1493768 26 


55 gi 


14453911 


1458766 1 


265678417 
94171 


265678338 
quence 
les; Defer 
265678324 
10775 
Sphingomon 
265678316 
uence 


265678304 
11062 
ales; Stre 


253680769 


1130448 11319 


ptosporang 
228720667 


1163739 11652 


nellaceae; 
219846400 
sequence 

ia; Desulf 


’ 


219846054 
sequence 
icoccus. 
219846053 
sequence 
coccus. 
219846052 


1287447 1289004 Weiss 


219857534 


1296399 12978 


219846514 


eriaceae; 
228715897 


1393543 13950 


228715764 
uence 
bacteria; 


224581434 
ence 14315 
eptospiril 
224581427 
ence 14407 
llus. 
224581423 
4468 
oraxellace 
224581413 
4602 
Enterobac 
224581406 
1 sequence 
ria; Pseud 


219846703 


; Couchiop 


1501212 1501163 30 
16S ribosomal RNA, 


79 gi 
complete sequence 


219846604 


mamonadace 


e; Actinomycet 


ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028640.1 

1058138 105957 
ribacteraceae; D 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028618.1 

1089685 109113 
ales; Strept 


ref|NR_028606.1 
17 1107715 Nonomu 
ptosporangineae; 


ref|NR_028017.1 


inea 
ref 


e; Nocardiop 
NR_027596.1 


Mitsuokella. 
ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref |NR_025644.1 
1284334 128584 


ref |NR_025643.1 
1285891 128739 


ref 
ella 


NR_025642.1 
soli Bacter 


ref |NR_025122.1 


ref|NR_026106.1 


Euba 
ref 


cterium. 
NR_027542.1 


ref|NR_027539.1 
1396599 139803 
Rhizobiales; Met 


ref|NR_027216.1 
17 1433000 Leptos 
lum. 
ref|NR_027209.1 
88 1442278 Filoba 


ref|NR_027204.1 
81 Psychrobacter 
ae; Psychrobacte 
ref|NR_027194.1 


teriaceae; Xenor 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora 


ref 
rtia 


NR_026295.1 
1 sequence 


lanes. 


Comamonas terrigena 
nas terrigena Bacteria; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Nonomuraea 
7 Nonomuraea 
osporangineae; 


Nonomuraea longicatena 
raea longicatena 


Streptosporangiaceae; 


Nocardiopsis exhalans 


04 Nocardiopsis exhalans Bacteria; 


saceae; Nocardiopsis. 
Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Weissella soli strain 
ia; Firmicutes; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


Eubacterium 


66 Eubacterium cellulosolvens 6 


Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


Methylobacterium 
3 Methylobacterium 
hylobacteriaceae; 


Leptospirillum 
pirillum ferrooxidans 


Filobacillus 
cillus milosensis 


Psychrobacter arenosus 
arenosus Bacteria; 

Bs 

Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Psychrobacter 

0 Psychrobacter 

xellaceae; 


Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporineae; Micromonosporaceae 


ref|NR_026196.1 


Sinomonas atrocyanea 


1501162 1502633 Sinomonas atrocyanea Bacteria; 


Sinomonas. 


477522 Bacteria_16S 1526866 1526837 26 55 gi|219857435|ref|NR_025023.1| Actinomadura yumaensis 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura yumaensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

477522 Bacteria_16S 1528370 1528341 26 55 gi|219857434|ref|NR_025022.1| Actinomadura spadix 


strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
Actinoallomurus. 
477522 Bacteria_16S 1529878 1529849 26 55 gi 
oligospora strain ATCC 43269 16S ribosomal RNA, partial 
oligospora Bacteria; Actinobacteria; Actinobacteridae; 
Thermomonosporaceae; Actinomadura. 

477522 Bacteria_16S 1554160 1554131 26 55 gi 
ayderensis strain AB04 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybac 
477522 Bacteria_16S 1572070 1572033 29 66 gi 
faecalis strain gc 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; 
477522 Bacteria_16S 1639018 1638989 26 55 gi| 219878450 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 16404 
Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
477522 Bacteria_16S 1660466 1660437 26 55 gi| 219878434 
macmurdoensis strain CMS 2lw 16S ribosomal RNA, partial sequence 
macmurdoensis Bacteria; Firmicutes; Bacillales; Planococcaceae; 

477522 Bacteria_16S 1687745 1687716 26 55 gi| 219878415 
strain 6AG 16S ribosomal RNA, partial sequence 1687712 16892 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


Stre 


219857433 
sequence 
Ac 


219857209 
nce 
illus. 

219857383 
15720 


1528339 15297 
ptosporang 


tinomyce 


15541 


Brady 


osporang 


P 


ineae; Thermomo 
ref|NR_025021.1 
1529847 15313 


tales; Streptos 


ref |NR_024837.1 
24 1555535 Anoxy 


ref |NR_024971.1 
32 1573475 Rhodo 
rhizobiaceae; R 
ref|NR_025589.1 
69 Nocardiopsis 
ineae; Nocardio 
ref|NR_025573.1 

1660434 166191 
aenisporosarcin 
ref|NR_025554.1 


0 
Pp 


b 


Pp 
h 


a 


96 Actinoallomurus spadix Bacteria; 
n 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Anoxybacillus 
acillus ayderensis 


Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Nocardiopsis aegyptia 


aegyptia Bacteria; 
Pp 


saceae; Nocardiopsis. 
Sporosarcina 
6 Paenisporosarcina 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


477522 Bacteria_16S 1713872 1713839 30 63 gi|219878398|ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 

477522 Bacteria_16S 1721551 1721522 26 55 gi|219878393|ref|NR_025532.1| Psychrobacter luti 
strain NF11 16S ribosomal RNA, partial sequence 1721510 1723000 Psychrobacter luti Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

477522 Bacteria_16S 1723092 1723063 26 55 gi|219878392|ref|NR_025531.1| Psychrobacter fozii 
strain NF23 16S ribosomal RNA, partial sequence 1723051 1724541 Psychrobacter fozii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

477522 Bacteria_16S 1726033 1725988 29 74 gi|219878390|ref|NR_025529.1| Mycobacterium 
rhodesiae strain DSM 44223 16S ribosomal RNA, partial sequence 1725987 1727471 Mycobacterium 
rhodesiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

477522 Bacteria_16S 1732139 1732114 29 54 gi| 219878386 |ref|NR_025525.1| Butyrivibrio hungatei 
strain JK 615 16S ribosomal RNA, partial sequence 1732113 1733587 Butyrivibrio hungatei Bacteria; 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

477522 Bacteria_16S 1739783 1739754 26 55 gi|219878380|ref|NR_025519.1 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiop 
477522 Bacteria_16S 1785158 1785137 28 49 gi| 219878345 |ref|NR_025484.1 
strain CCUG 43457 16S ribosomal RNA, partial sequence 1785130 1786580 Dysgon 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
477522 Bacteria_16S 1804959 1804914 29 74 gi|219878332|ref|NR_025471.1 
paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 180639 
paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Cellulomonadaceae; Oerskovia. 

477522 Bacteria_16S 1833938 1833893 29 74 gi|219878312|ref|NR_025451.1 
molinativorax strain ON4 16S ribosomal RNA, partial sequence 1833888 183531 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Microbacteriaceae; Gulosibacter. 

477522 Bacteria_16S 1852211 1852182 26 55 gi| 219878299 |ref|NR_025438.1 
cellulosilytica strain TB100 16S ribosomal RNA, partial sequence 1852181 185367 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Nocardiopsaceae; Thermobifida. 

477522 Bacteria_16S 1867531 1867494 29 66 gi|219878289|ref|NR_025428.1 
asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 1867493 186885 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 
Chelatococcus. 

477522 Bacteria_16S 1872057 1872028 26 55 gi| 219878286 |ref|NR_025425.1 
strain LUH4616 16S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
477522 Bacteria_16S 1887503 1887474 26 55 gi| 219878273 |ref|NR_025412.1 


schindleri strain LUH5832 16S ribosomal RNA, partial sequence 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Dysgonomonas mossii 
omonas mossii Bacteria; 


Oerskovia 
8 Oerskovia 
occineae; 


Gulosibacter 
7 Gulosibacter 
occineae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Acinetobacter parvus 
parvus Bacteria; 
pas 


1887472 188893 


Acinetobacter 
7 Acinetobacter 


schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


477522 Bacteria_16S 
strain DSM 12654 
Firmicutes; Bacil 
477522 Bacteria_16S 


1911365 1911336 26 


Planococcaceae; 
1919126 1919089 26 


16S ribosomal RNA, partial sequence 1911333 19128 
lales; 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 


joostei Bacteria; 
477522 Bacteria_16S 
radicidentis stra 


Actinomycetaceae; 
477522 Bacteria_16S 
strain LMG 18419 
Firmicutes; Bacil 
477522 Bacteria_16S 
strain EDIV 16S r 


477522 Bacteria_16S 
strain ATCC 15260 


477522 Bacteria_16S 
strain LMG 12370 
Firmicutes; Bacil 
477522 Bacteria_16S 
antarcticus strai 
Bacteria; Actinob 
477522 Bacteria_16S 
strain ATCC 51261 
Bacteroidetes; 
477522 Bacteria_16S 
strain F829 16S r 


477522 Bacteria_16S 
strain YKJ-103 16 
Proteobacteria; 
477522 Bacteria_16S 
strain A45 16S ri 
Proteobacteria; 
477522 Bacteria_16S 
strain 91-4 16S r 


477522 Bacteria_16S 
canadensis strain 
canadensis Bacter 
Helicobacter. 
477522 Bacteria_16S 
singaporensis str 
singaporensis Bac 
Nocardioidaceae; 

477522 Bacteria_16S 
strain IMMIB D-15 


477522 Bacteria_16S 
strain IBS 325 16 


477522 Bacteria_16S 


kunsanensis strain HA-9T 16S ribosomal RNA, partial seque 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


kunsanensis Bacte 
Nocardiopsaceae; 
477522 Bacteria_16S 
strain LMG11607 1 
Bacteroidetes; Fl 
477522 Bacteria_16S 
dichotomicum stra 
dichotomicum Bacteria; 
477522 Bacteria_16S 
strain JSS-7 16S 


477522 Bacteria_16S 
strain CCUG 43179 
Bacteria; Firmicutes; 
477522 Bacteria_16S 


strain 2074-AUS-E 16S ribosomal RNA, partial sequence 


Bacteroidetes; 


Bacteroidia; 


avobacteria; 


16S ribosomal RNA, 


1931406 1931361 29 


1941883 1941854 26 


1955615 1955590 23 


2015419 2015394 23 


2037832 2037803 26 


2065554 2065513 29 


2071768 2071747 28 


2161189 2161160 26 


2174951 2174922 26 


2283039 2282982 29 


2295072 2295043 26 


2331310 2331269 29 


2343325 2343296 26 


2382783 2382754 26 


2394967 2394938 26 


2400959 2400930 26 


2407108 2407071 26 


2452835 2452806 26 
Firmicutes; 
2460292 2460267 23 
2464821 2464764 29 


Lactobacillales; 
2500958 2500909 29 


Paenibacillaceae; 


Flavobacteria; 


in CCUG 36733 16S ribosomal RNA, parti 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; 
Actinomyces. 


ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


48 


16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


55 


16S ribosomal RNA, partial sequence 2037802 20 
lales; Bacillaceae; Virgibacillus. 


n T2 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Mor 


16S ribosomal RNA, partial sequence 1941853 19433 
lales; 


1955571 19570 
Sphingomon 


219878185 
20 


gi 


gi|219878169 


153 
Sphingomon 


393 


55 gi| 219878255 |ref|NR_025394.1 
21 Ureibacillus 
Ureibacillus. 

63 gi| 219878248 |ref|NR_025387.1 
1919085 192055 
Flavobacteriales; Flavobacteriace 

74 gi|219878240|ref|NR_025379.1 
al sequence 1931360 193276 

Actinomycetales; 
55 gi| 219878233 |ref|NR_025372.1 
47 Paenibacillus 
Paenibacillus. 

48 gi|219878224|ref|NR_025363.1 


16 Sphingomonas 
adaceae; 
ref |NR_025324.1 


adaceae. 
ref|NR_025308.1 
07 Virgibacillus 


75 2016816 Caulob 


Ureibacillus terrenus 


terrenus Bacteria; 


Chryseobacterium 
3 Chryseobacterium 
ae; Chryseobacterium. 
Actinomyces 
0 Actinomyces 


Actinomycineae; 


Paenibacillus cookii 
cookii Bacteria; 


Sphingomonas pituitosa 


pituitosa Bacteria; 
Sphingomonas. 


Caulobacter leidyia 
acter leidyia Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


70 gi|219878146|ref|NR_025285.1| Micrococcus 
2065512 2067008 Micrococcus antarcticus 
ales; Micrococcineae; Micrococcaceae; Micrococcus. 
49 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
2071729 2073175 Prevotella enoeca Bacteria; 
Prevotellaceae; Prevotella. 
55 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 
2161153 2162578 Nocardia caishijiensis Bacteria; 
Nocardiaceae; Nocardia. 
55 gi|219857616|ref|NR_025205.1| Psychrobacter jeotgali 
2174910 2176403 Psychrobacter jeotgali Bacteria; 
axellaceae; Psychrobacter. 
86 gi|219857544|ref|NR_025132.1| Methylobacter marinus 


bosomal RNA, partial sequence 
Gammaproteobacteria; Methylococcales; Methylococc 


55 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


70 


NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


55 


ain IM 7744 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacteridae; 
Actinopolymorpha. 


55 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


55 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 


55 


63 


55 


in KCTC 3667 16S ribosomal RNA, partia 
Bacillales; 


48 


ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


86 


complete sequence 
Lactobacillaceae; 


78 


Thermoac 


2282981 22844 


gi| 219857533 
2295034 22964 
llaceae; 
219857508 
sequence 
ria; 


gi 


219857498 
sequence 


gi 


219857471 
23827 


gi 


gi| 219857463 
2394935 23963 
nellaceae; 
219857459 
nce 

Actinomyc 


gi 


gi] 219857455 


6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteriales; 


219857417 
1 sequence 
ti 
gi| 219857409 
2460248 24616 
Sphingomon 
219857406 
24647 
Lactobac 
219857381 


gi 


gi 


gi 


Campy 


Actinomycet 


nomycetaceae; 


79 Methylobacter 
aceae; Methylob 
ref|NR_025121.1 


Bartonella. 
ref|NR_025096.1 

2331268 233272 
lobacterales; He 


ref |NR_025086.1 
2343294 234473 
ales; Propio 


ref|NR_025059.1 


Nocardiace 
NR_025051.1 


eae; 
ref 


Bartonella. 
ref|NR_025047.1 

2400924 240237 
etales; Streptos 
ref |NR_025043.1 
Riemerella. 
ref|NR_025005.1 

2452794 245426 
Thermoflav 
ref |NR_024997.1 
89 Sphingomonas 
adaceae; Sphingo: 
ref |NR_024994.1 
63 2466330 Lactob 
illus. 
ref |NR_024969.1 


Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


marinus Bacteria; 


acter. 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Actinopolymorpha 
5 Actinopolymorpha 


nibacterineae; 


Nocardia abscessus 


52 2384208 Nocardia abscessus Bacteria; 
ae; 


Nocardia. 
Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Nocardiopsis 
2 Nocardiopsis 
porangineae; 


Riemerella columbina 


26 Riemerella columbina Bacteria; 
Flavobacteriaceae; 


Thermoflavimicrobium 

8 Thermoflavimicrobium 
imicrobium. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Lactobacillus mucosae 
acillus mucosae 


Legionella waltersii 


2500908 2502354 Legionella waltersii Bacteria; 


477522 Bacteria_16S 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
477522 Bacteria_16S 


strain ATCC 19624 
Proteobacteria; B 


meridiei strain S 
Bacteria; Firmicu 


477522 Bacteria_16S 
S23F2 16S ribosomal RNA, partial sequ 
Plano. 


mcmeekinii strain 
Bacteria; Firmicu 


477522 Bacteria_16S 


strain Se-1 16S r 


Deinococcus-Thermus; 
477522 Bacteria_16S 
DSM 5322 16S ribosomal RNA, partial se 
a; Proteobacteria; Gammaproteobacteria 


thyasirae strain 
thyasirae Bacteri 
Thiomicrospira. 


477522 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


477522 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


477522 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


477522 Bacteria_16S 


strain Y223G 16S 


Proteobacteria; G 


477522 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


477522 Bacteria_16S 


sendaiensis strai 
sendaiensis Bacte 


477522 Bacteria_16S 


baikonurensis str 
baikonurensis Bac 
Nocardiaceae; Rho 


477522 Bacteria_16S 


strain JCM1679 16 
Proteobacteria; G 


477522 Bacteria_16S 


cateniformis stra 
cateniformis Bact 
Coprobacillus. 


477522 Bacteria_16S 


saccharophila str 
saccharophila Bac 


477522 Bacteria_16S 


strain IFO 15467 


Proteobacteria; G 


477522 Bacteria_16S 


ABE-1 16S ribosom 
Gammaproteobacter 


477522 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


477522 Bacteria_16S 


citronellolis str 
citronellolis Bac 
Pseudomonas. 


477522 Bacteria_16S 


strain JaH 16S ri 
Firmicutes; Bacil 


2511627 2511598 26 55 gi 
7 16S ribosomal RNA, partial sequence 


2545891 2545838 29 82 gi 
16S ribosomal RNA, partial sequence 
2547419 2547394 29 


54 gi 


tes; Clostridia; Clostridiales; 


2621238 2621209 26 55 


Peptoc 
gi 
tes; Bacillales; Planococcaceae; 
2628958 2628929 26 55 
ibosomal RNA, partial sequence 
Deinococci; Thermales; 
2647275 2647250 30 


gi 


Thermaceae; 
55 gi 


2663576 2663527 32 81 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2711632 2711603 26 55 gi 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

2714608 2714579 26 55 gi 


eria; Proteobacteria; Gammaproteobacte 


2716144 2716115 26 55 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2720750 2720717 22 55 gi 
rain 42BKT 16S ribosomal RNA, partial 
cteria; Proteobacteria; Epsilonproteob 
2728412 2728383 26 55 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
2746184 2746155 26 55 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2765548 2765519 26 55 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2816857 2816800 29 86 gi 
in JCM 10604 16S ribosomal RNA, partia 
eria; Firmicutes; Erysipelotrichi; Ery 


gi 


gi 


2848815 2848766 29 78 gi 
ain DSM 654 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
2930048 2930019 26 55 gi 


ammaproteobacteria; Oceanospirillales; 
2960152 2960123 26 55 gi 
al RNA, partial sequence 
ia; Alteromonadales; Colwelliaceae; 
2961722 2961677 32 77 

bosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
2972417 2972388 26 55 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


Co 
gi 


2983139 2983110 26 55 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


477522 Bacteria_16S 


strain 1145589 16 
Bacteroidetes; Ba 


3015110 3015089 28 49 gi 


Stre 


etaproteobacteria; Burkholderiales; Co: 
477522 Bacteria_16S 
10 16S ribosomal RNA, partial sequence 


2628913 26303 


2711598 27 


in MD17 16S ribosomal RNA, partial seq 


2716108 27 


2765507 27669 


16S ribosomal RNA, partial sequence 2930007 29314 


2960112 2961625 Colwe 


2961676 29631 


2983106 29845 


219857369 
25115 
pt 
219857346 
25458 
ma: 
219857345 
25473 
occaceae; 
219857251 
ence 26212 
microbium. 
219857239 


Thermus. 
219857226 
quence 
; Thiotric 
219857214 
ial sequen 
illales; $s 

219857180 
129 


219857178 
uence 
ria; Ps 
219857177 
175 
olwelliace 
219857174 
sequence 

acteria; S 
219857168 
quence 
acillaceae 
219857156 
equence 
e; Acti 


219857140 


Enterobac 
219856912 
1 sequence 
sipelotric 


219856891 
sequence 
ria; Burkh 
219856836 


Oceanobac 
219856816 


lwellia. 
219856815 


occus. 
219846941 
al sequenc 
eria; Pseu 


219846934 


219846913 


osporang 


monadace 


eud 


nomycet 


ref |NR_024957.1 
ineae; Nocardiop 
ref |NR_024934.1 
37 2547323 Hylemo 
ae; Hylemonella. 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref|NR_024881.1 
00 2622680 Plano: 


ref |NR_024867.1 


ref |NR_024854.1 
2647248 264867 
hales; Piscirick 


ref|NR_024842.1 
ce 2663526 266503 
treptococcaceae; 


ref|NR_024808.1 


ref|NR_024806.1 

2714566 271605 
omonadales; Mora: 
ref|NR_024805.1 
ae; Colwellia. 
ref |NR_024802.1 

2720705 272211 
ulfurovum. 
ref|NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024784.1 

2746146 274749 
ales; Coryne 


ref |NR_024768.1 
72 Edwardsiella 
teriaceae; Edwar 
ref |NR_024733.1 
2816799 281828 
hales; Erysipelo 


ref|NR_024710.1 

2848765 285026 
olderiales; Coma 
ref|NR_024655.1 
58 Oceanobacter 
ter. 
ref 
llia 


NR_024635.1 
maris Bacte 


ref|NR_024634.1 
71 Streptococcus 


ref|NR_026533.1 
e 2972376 297388 
domonadales; Pse 


ref |NR_026526.1 


ref 


S ribosomal RNA, partial sequence 


cteroidia; Bacteroidales; Porphyromona 


daceae; Dy 


92 2513043 Nocard 


monadaceae; 


Nocardiopsis tropica 
iopsis tropica Bacteria; 
saceae; Nocardiopsis. 

Hylemonella gracilis 
nella gracilis Bacteria; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Planomicrobium 


microbium mcmeekinii 


Thermus scotoductus 


81 Thermus scotoductus Bacteria; 


Thiomicrospira 
1 Thiomicrospira 
ettsiaceae; 


Streptococcus 
8 Streptococcus 
Streptococcus. 
Bacillus vietnamensis 


85 Bacillus vietnamensis Bacteria; 


Psychrobacter 
7 Psychrobacter 
xellaceae; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Sulfurovum 
0 Sulfurovum 


Alicyclobacillus 
6 Alicyclobacillus 
us. 

Rhodococcus 

3 Rhodococcus 
bacterineae; 


Edwardsiella hoshinae 


hoshinae Bacteria; 


dsiella. 
Coprobacillus 
3 Coprobacillus 
trichaceae; 


Pelomonas 
6 Pelomonas 
Pelomonas. 
Oceanobacter kriegii 


kriegii Bacteria; 


Colwellia maris strain 
ria; Proteobacteria; 


Streptococcus porcinus 
porcinus Bacteria; 


Pseudomonas 
5 Pseudomonas 


udomonadaceae; 


Bacillus vedderi 


83 Bacillus vedderi Bacteria; 


NR_026505.1 


sgonomonas. 


Dysgonomonas gadei 


3015068 3016531 Dysgonomonas gadei Bacteria; 


477522 Bacteria_16S 3019522 3019493 26 
strain HN3-7 16S ribosomal RNA, partial 
Deinococcus-Thermus; Deinococci; 
477522 Bacteria_16S 3078490 3078465 30 
multipotens strai 
Bacteria; Proteob 
477522 Bacteria_16S 
propionica strain 
Bacteria; Proteob 
477522 Bacteria_16S 
kamchatkensis str 
kamchatkensis Bac 
Desulfurella. 
477522 Bacteria_16S 3105665 3105636 26 
strain DSM 11603 16S rib 
Proteobacteria; Alphaproteobacteria; 
477522 Bacteria_16S 3161538 3161513 30 
heliothermus strain EL-2 
heliothermus Bacteria; P 
Antarctobacter. 
477522 Bacteria_16S 
strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 
477522 Bacteria_16S 3184277 3184252 30 


3080066 3080041 30 


3081642 3081617 30 


teria; Proteobacteria; 


3182725 3182700 30 


Thermales; 


55 


sequence 


55 


55 


55 


55 


55 


55 


55 


gi 
30 


Thermaceae; 


gi 


n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


gi 


U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 


gi 


ain K-119 16S ribosomal RNA, partial s 
Deltaproteobact 


gi 


osomal RNA, partial sequence 3105629 31070 


Rhizobiales; Phyll 


gi 


19 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


gi 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; 


gi 


xX 


219846910 
19481 30209 
Thermus. 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 

equence 
eria; Desu 


219846851 


obacteriac 
219846814 
equence 

ria; Rhodo 


219846799 


anthomonad 
219846798 


ref 


ref 


57 3079982 Desul 
esul 


ref 


33 3081558 Desul 
esul 


ref 
3 


lfur 


ref 


51 Aquamicrobium 
eae; 


ref 


w 


bact 


ref 


ref 


NR_026502.1 


NR_026461.1 
f 
furellaceae; 
NR_026460.1 
f 
furellaceae; 
NR_026459.1 
081609 308313 


ellales; Des 
NR_026443.1 
Aquamicrobi 
NR_026406.1 
161511 316291 
erales; Rhod 


NR_026391.1 


e; Xanthomon 
NR_026390.1 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 
Desulfurella. 
Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Aquamicrobium defluvii 
defluvii Bacteria; 
um. 

Antarctobacter 
0 Antarctobacter 
obacteraceae; 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
acea 


as. 
Xanthomonas bromi 


strain LMG 947 16S ribosomal RNA, partial sequence 3184240 3185741 Xanthomonas bromi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

477522 Bacteria_16S 3196683 3196658 23 48 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

477522 Bacteria_16S 3208614 3208589 23 48 gi|219846782|ref|NR_026374.1| Sphingomonas mali 
strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

477522 Bacteria_16S 3210106 3210081 23 48 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

477522 Bacteria_16S 3217670 3217641 28 57 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

477522 Bacteria_16S 3249416 3249387 26 55 gi|219846754|ref|NR_026346.1| Nonomuraea salmonea 


strain DSM 43678 
Actinobacteria; Actinobacter 
477522 Bacteria_16S 
strain DSM 43311 
Actinobacteria; Actinobacter 
Microtetraspora. 
477522 Bacteria_1 
strain DSM 43764 
Actinobacteria; Actinobacter 
Actinomadura. 
477522 Bacteria_1 
strain DSM 43067 


3250915 3250886 26 


6S 3252414 3252385 26 


6S 3253912 3253883 26 


55 


55 


55 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
477522 Bacteria_16S 
lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; Nocardiopsis. 

477522 Bacteria_16S 3256918 3256889 26 
strain DSM 40297 


3255407 3255378 26 


55 


55 


Actinobacteria; Actinobacteridae; Actinomycetales; 


477522 Bacteria_16S 3258431 3258402 26 


strain DSM 43377 


55 


Actinobacteria; Actinobacteridae; Actinomycetales; 


477522 Bacteria_16S 
dassonvillei subsp. 


3259942 3259913 26 


55 


16S ribosomal RNA, partial sequence 3249381 32508 


idae; Actinomycetales; Stre 


gi 


16S ribosomal RNA, partial sequence 3250880 32523 


idae; Actinomycetales; Stre 


gi 


16S ribosomal RNA, partial sequence 3252379 32538 


idae; Actinomycetales; Stre 


gi 


16S ribosomal RNA, partial sequence 3253877 32553 
Stre 


gi 


n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


gi 


16S ribosomal RNA, partial sequence 3256883 32583 
Stre 


gi 


16S ribosomal RNA, partial sequence 3258396 32598 
Stre 


gi 


albirubida strain DSM 40465 16S rib 


ptosporang 
219846753 


ptosporang 


219846752 


ptosporang 


219846751 
pt 


osporang 


219846750 
sequence 
Actinomyc 


219846749 


ptosporang 
219846748 


ptosporang 
219846747 
Os 


omal RNA, 


ref 


ref 


26 Actinomadura 
inea 


ref 


21 Actinomadura 
inea 


ref 


3255372 32568 
etal 


ref 


45 Nocardiopsis 
inea 


ref 


56 Nocardiopsis 
inea 


ref 


pa 


e; Streptosp 
NR_026345.1 
Streptos 


e; Pp 


NR_026344.1 


e; Thermomon 


NR_026343.1 


e; Thermomon 
NR_026342.1 
3 
s 


es; Strepto 


NR_026341.1 


e; Nocardiop 
NR_026340.1 


e; Nocardiop 
NR_026339.1 
rtial sequen 


29 Nonomuraea salmonea Bacteria; 
inea 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 
inea 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


Nocardiopsis dassonvillei subsp. albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
477522 Bacteria_16S 


3261462 3261437 23 


48 


Streptosporangineae; Nocardiopsaceae; 


gi 


Nocardiops 
219846746 


is. 
ref 


NR_026338.1 


Sphingomonas trueperi 


strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 


Proteobacteria; Alphaproteobacteria; 


Sphingomonadales; 


Sphingomonadaceae; 


Sphingomonas. 


477522 Bacteria_16S 


477522 Bacteria_16S 


brasiliensis strain DSM 43805 16S ribosomal RNA, partia 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae 


3332896 3332867 26 


3334386 3334357 26 55 


Micromonosporaceae; Actinoplanes. 


477522 Bacteria_16S 


halophilus strain DSM 20408 16S ribosomal RNA, partial 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; 


477522 Bacteria_16S 


longisporum strain DSM 43180 16S ribosomal RNA, partial 
longisporum Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
477522 Bacteria_16S 
claviforme strain 


3360414 3360385 26 55 


3366539 3366510 26 55 


Streptosporangium. 


55 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 33343 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


gi| 219846696 


219846695 
1 


gi 


219846676 
sequence 


gi 


219846672 
sequence 


gi 


sequence 
Actinomyceta 


Marinococcu 


Actinomycetales; 


claviforme Bacter 


Streptosporangiac 


477522 Bacteria_16S 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


477522 Bacteria_16S 


album strain DSM 


Chromohalobacter. 


477522 Bacteria_16S 
M 6976 16S ribosomal RNA, partial sequence 343 
acteria; Gammaproteobacteria; Pseudomonadales; 
477522 Bacteria_16S 


radioresistens DS 
Bacteria; Proteob 


DSM 2403 16S ribo 
Proteobacteria; 


477522 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; 


477522 Bacteria_16S 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


477522 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


477522 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


477522 Bacteria_16S 


strain JB13 16S r 
Proteobacteria; G 


477522 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


477522 Bacteria_16S 


strain Inkinen 16 
Proteobacteria; E 


477522 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


477522 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


477522 Bacteria_16S 


strain E-37 16S r 
Proteobacteria; A 


477522 Bacteria_16S 


strain S51-W 16S 


Proteobacteria; G 


3384787 3384766 26 47 


gi 
1 


Proteobacteria; 
3436840 3436811 26 


55 gi 


3438349 3438320 26 55 gi 


3439859 3439830 26 55 gi 


3441368 3441339 26 55 
in DSM 6962 16S ribosomal RNA, 
eria; Proteobacteria; 


gi 
complete 


3442878 3442849 26 55 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria; 
3518907 3518850 29 86 gi 
16S ribosomal RNA, partial sequence 

utes; Mollicutes; Mycoplasmataceae; Myco 
3586060 3586003 29 86 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Met 
3634571 3634530 29 70 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campylob 
3646757 3646716 29 70 gi 
S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3662082 3662053 26 55 gi 
rain ACAM 179 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobacte 
3696929 3696888 29 70 gi 


Ss; 


psilonproteobacteria; Campylobacterale 
3716447 3716422 30 55 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; Rho 
3795641 3795612 26 55 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Col 


S; 


477522 Bacteria_16S 


pelophila strain 


3838155 3838130 30 55 gi 
4B 16S ribosomal RNA, partial sequence 


43023 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangium. 
477522 Bacteria_16S 
marismortui strain ATCC 17056 16S ribosomal RNA, partia 
marismortui Bacteria; 


219846659 
Gammaproteobacteria; 


219846618 


6S ribosomal RNA, partial sequence 3439822 344 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
219846615 


Gammaproteobacteria; 


219846614 
sequence 


219846563 
219846518 
3585997 35874 
219846482 
219846473 
3646715 36481 
219846463 
219846438 
6S ribosomal RNA, partial sequence 3696887 36983 


219846425 
3716418 37177 


219846366 
3795600 37970 


219846336 


3368039 3368010 26 55 gi|219846671|ref|NR_026263.1 

DSM 44127 16S ribosomal RNA, partial sequence 3368004 336944 

ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosp 
eae; Streptosporangium. 

3369534 3369505 26 55 gi|219846670|ref|NR_026262.1 

M 44125 16S ribosomal RNA, partial sequence 3369499 337094 

Actinobacteria; Actinobacteridae; Actinomycetales; Streptospora 
eae; Streptosporangium. 

3371034 3371005 26 55 gi|219846669|ref|NR_026261.1 


33709 


sequence 
Oceano 


68 


12 


sequence 


Pseudomo 
35188 
plasma. 

hylococe 
36345 
acterale 
Helicob 
sequenc 
ria; Alt 
Helicob 


dobacter 


welliace 


Streptosporangineae 


Moraxellaceae; 
219846617 
somal RNA, partial sequence 3438312 3439771 Acine 
Gammaproteobacteria; Pseudomonadales; Moraxellace 
219846616 


Pseudomonadales; 


ref |NR_026288.1 
Micromonos 
ref |NR_026287.1 

3334351 333579 
les; 


ref|NR_026268.1 
3360383 336190 
Ss: 
ref|NR_026264.1 

3366504 336795 
Streptos 


99 3372445 Strept 


NR_026251.1 
3384746 338616 
spirillales; Hal 


ref|NR_026210.1 
03 3438261 Acinet 
Ac 
ref|NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
Mora 


ref|NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026155.1 
49 3520338 Mycopl 


ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026065.1 


acteraceae; Heli 
ref |NR_026055.1 
e 3662041 366352 
eromonadales; Co 
ref|NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref|NR_026016.1 


aceae; Sagittul 
ref|NR_025957.1 


ae; Colwellia. 


Actinoplanes regularis 


00 Actinoplanes regularis Bacteria; 
omonosporineae; 


poraceae; Actinoplanes. 
Actinoplanes 
4 Actinoplanes 


Micromonosporineae; 


Marinococcus 
2 Marinococcus 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 
Streptosporangiaceae; 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 

i. 

Acinetobacter junii 
junii Bacteria; 

r. 

Acinetobacter 

0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Mycoplasma genitalium 
asma genitalium 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 

Helicobacter rodentium 
bacter rodentium 

ceae; Helicobacter. 
Helicobacter salomonis 


55 Helicobacter salomonis Bacteria; 


cobacter. 

Colwellia 

6 Colwellia 

lwelliaceae; Colwellia. 
Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 
a. 


Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


ref |NR_025926.1 


Thiomicrospira 


3838114 3839581 Thiomicrospira pelophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


477522 Bacteria_16S 


strain BV1 16S ri 
Tenericutes; Moll 


477522 Bacteria_16S 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


477522 Bacteria_16S 


strain KMM 6029 1 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain KMM 6020 1 
Bacteroidetes; Fl 


477522 Bacteria_16S 


strain KMM 6034 1 
Bacteroidetes; Fl 


477522 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


477522 Bacteria_16S 


daepoensis strain 
daepoensis Bacter 
Marinobacter. 


477522 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Marinobacter. 


477522 Bacteria_16S 


alimentarius stra 
alimentarius Bact 
Psychrobacter. 


477522 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


477522 Bacteria_16S 


strain JC2056 16S 
Actinobacteria; A 


477522 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 
Nocardioidaceae; 


477522 Bacteria_16S 


lipolyticus strai 
lipolyticus Bacte 
Marinobacter. 


477522 Bacteria_16S 


ganghwensis strai 
ganghwensis Bacte 


477522 Bacteria_16S 


ehimensis strain 
ehimensis Bacteri 


477522 Bacteria_16S 


algeriensis strai 
algeriensis Bacte 
Actinosynnematace 


477522 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


477522 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


477522 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


477522 Bacteria_16S 


strain BG8 16S ri 
Proteobacteria; G 


3883973 3883912 25 86 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3974233 3974208 23 48 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3981293 3981264 28 


gi 


s 
a; 


57 gi 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
3987238 3987209 28 57 
Flavobact 
gi 


avobacteria; Flavobacteriales; 
3988716 3988687 28 57 
avobacteria; Flavobacteriales; Flavobact 
3997674 3997649 23 48 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 
ia 
4018673 4018644 26 55 gi 


SW-156 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ue 
a; 


4020219 4020190 26 55 gi 
SW-145 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Gammaproteobacteri 


ue 
a; 


4021764 4021735 26 55 gi 
in JG-100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


eq 
rd 


4032451 4032402 29 78 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4049111 4049082 26 55 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Prop 
4050542 4050513 26 55 gi 
n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 

4190653 4190624 26 55 gi 
n SM-19 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Gammaproteobacter 


al 


io 


qu 
A 


ue 
ia 


4195173 4195148 30 55 gi 
n JC2044 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 
4198091 4198062 26 55 gi 
KCTC 3748 16S ribosomal RNA, partial s 
a; Firmicutes; Bacillales; Paenibacill 


qu 
ia 


eq 
ac 


219846306 
3883911 38853 


219846242 


equence 


219846237 
6S ribosomal RNA, partial sequence 3981260 39826 
eriaceae 
219846233 
6S ribosomal RNA, partial sequence 3987206 39886 
eriaceae 
219846232 
6S ribosomal RNA, partial sequence 3988683 39901 
eriaceae 
219846226 


ence 


’ 


219846210 


nce 


219846209 


nce 


219846208 


uence 
a; 


219846201 


40324 


es; Glyc 


219846187 
4049074 40504 


nibacter 


219846186 


ence 
ctinomyc 


219846081 


nce 
Altero 


, 


219846078 


ence 
Oceano 


’ 


219846076 


uence 


eae; Pae 


4210200 4210171 26 55 gi 
n SA 233 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
ae; Saccharothrix. 

63650 63594 29 85 gi 
n Z67 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
127437 127417 26 46 gi 
261 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Alteromo 


qu 
A 


en 
ri 


e 
na 
148532 
bosomal RNA, 


148512 67 87 
partial sequence 


gi 


189910 189854 29 85 
bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 


gi 


et. 


477522 Bacteria_16S 
whittenburyi strain 1521 of Whittenbury 16S ribosomal RNA, partial sequence 


192930 192874 29 85 gi 


219846068 


ence 
ctinomyc 


265679021 


ce 63592 
ales; Ox 


265678977 


12740 
dales; P 


265678963 
148511 15001 


265678936 
189853 19130 


hylococc 


Rhizobi 


Sphing 


Alteromonad 


Alteromonad 


Pseud 


ref|NR_025896.1| Mycoplasma corogypsi 
77 Mycoplasma corogypsi Bacteria; 


ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


Agrobacterium 
6 Agrobacterium 
ae; 


’ 


ref|NR_025827.1| Bizionia paragorgiae 

84 Bizionia paragorgiae Bacteria; 

; Bizionia. 

ref|NR_025823.1| Aquimarina muelleri 

32 Aquimarina muelleri Bacteria; 

; Aquimarina. 

ref|NR_025822.1| Gillisia mitskevichiae 

12 Gillisia mitskevichiae Bacteria; 

; Gillisia. 

ref|NR_025816.1 
3997630 399906 

omonadales; Eryt 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Marinobacter 
7 Marinobacter 
monadaceae; 


ref |NR_025800.1 
4018632 402012 
ales; Altero 


ref|NR_025799.1 
4020178 402167 
ales; Altero 


Marinobacter 
2 Marinobacter 
monadaceae; 


ref |NR_025798.1 
4021723 402321 
omonadales; Mora 


Psychrobacter 
6 Psychrobacter 
xellaceae; 


ref|NR_025791.1| Glycomyces arizonensis 
01 4033899 Glycomyces arizonensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025777.1| Nocardioides aestuarii 
53 Nocardioides aestuarii Bacteria; 
ineae; Nocardioidaceae; Nocardioides. 
ref|NR_025776.1| Nocardioides 

4050504 4051877 Nocardioides 

etales; Propionibacterineae; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


NR_025671.1 
190616 419208 
monadales; Alter 


ref 


rs 


Zooshikella 

6 Zooshikella 
ellaceae; Zooshikella. 
Paenibacillus 

0 Paenibacillus 


ref|NR_025668.1 
195136 419657 
spirillales; Hah 
ref |NR_025666.1 
198059 419951 
nibacillus. 
ref |NR_025658.1 
4210162 421159 
etales; Pseudono 


rs 


i 


Saccharothrix 
0 Saccharothrix 
cardineae; 


ref|NR_029329.1 

65117 Herbas 
alobacteraceae; 
ref|NR_029285.1 
9 128819 Pseudo 
seudoalteromonad 


Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Pseudoalteromonas 
alteromonas espejiana 
aceae; 


ref|NR_029271.1| Clostridium rectum 
5 Clostridium rectum Bacteria; 


ref|NR_029244.1| Methylomicrobium album 
6 Methylomicrobium album Bacteria; 
aceae; Methylomicrobium. 


265678934 


ref|NR_029242.1| Methylobacter 
192873 194334 


Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; 


Methylococcaceae; 


Methylobacter. 


477522 Bacteria_16S 


genavense strain 


Bacteria; Actinob 


Mycobacterium. 


477522 Bacteria_16S 
strain OXB 16S ri 
B 
477522 Bacteria_16S 
strain S-16 16S r 
Tenericutes; Moll 
477522 Bacteria_16S 


Proteobacteria; 


strain CDC F5101 
Proteobacteria; 


strain B7-43 16S 
Proteobacteria; 
Bacteria; 


strain S-743 16S 
Tenericutes; Moll 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardia. 

477522 Bacteria_16S 816649 816582 21 86 gi| 265678501 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 81658 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroida 
477522 Bacteria_16S 1041423 1041387 28 64 gi| 265678350 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
477522 Bacteria_16S 
13501 16S ribosomal RNA, 
B 


Proteobacteria; 


strain HI 11/12 1 
Bacteria; Aquific 


Desulfuromonas. 


477522 Bacteria_16S 
YIM 30243 16S rib 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
477522 Bacteria_16S 


strain s840-96-2 
Firmicutes; Clost 


477522 Bacteria_16S 


strain PC80 16S r 
Firmicutes; Clost 


477522 Bacteria_16S 


strain ATCC 25258 
Bacteria; Firmicu 


477522 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


477522 Bacteria_16S 


strain DSM 11713 
Firmicutes; Bacil 


477522 Bacteria_16S 


strain DSM 11334 
Proteobacteria; B 
doebereinerae str 
doebereinerae Bac 
Azospirillum. 


477522 Bacteria_16S 


B 
477522 Bacteria_16S 
saccharolyticus s 
saccharolyticus B 
477522 Bacteria_16S 


D 
477522 Bacteria_16S 
rhizophila strain 
Proteob 
477522 Bacteria_16S 


815138 815110 26 54 gi 


1192478 1192458 66 
complete sequence 


86 gi 


1230331 1230307 30 
6S ribosomal RNA, 


54 gi 


1268015 1267975 29 69 gi 


cteria; Proteobacteria; 


1325528 1325500 26 
osomal RNA, partial sequence 


54 gi 


1417686 1417634 22 74 


gi 
ridia; Clostridiales; 
1519193 1519173 25 45 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1525315 1525291 24 48 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; 
1856695 1856651 29 


gi 


73 gi 
bacillales; Carnobacteriaceae; 
1890553 1890505 25 73 gi 
Bacillus. 

86 


lales; Bacillaceae; 


1896731 1896711 66 gi 


1969254 1969234 29 49 gi 


2040970 2040950 29 49 gi 


n 6330 16S ribosomal RNA, partial sequ 


1192457 1193978 Borde 
etaproteobacteria; Burkholderiales; Al 
477522 Bacteria_16S 
complete sequence 1230306 12317 
ae; Aquificales; Aquificaceae; Thermoc 
477522 Bacteria_16S 
chloroethenica st 
chloroethenica Ba 


rain TT4B 16S ribosomal RNA, partial s 
Deltaproteobac 


1325499 13269 
16S ribosomal RNA, partial sequence 1417633 14190 


Clostridiales Fa 


1519166 15206 


Lactobacillaceae 


6S ribosomal RNA, partial sequence 1856650 18581 
Trichoc 


16S ribosomal RNA, partial sequence 1890504 18919 


16S ribosomal RNA, partial sequence 1896710 18982 
etaproteobacteria; Burkholderiales; Al 
477522 Bacteria_16S 
ain GSF71 16S ribosomal RNA, partial s 
teria; Proteobacteria; Alphaproteobact 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
477522 Bacteria_16S 
zijingensis strai 


265678502 
ence 81510 


nebacterin 
228715722 


caligenace 
219878275 


rinis. 

219846421 
equence 
teria; Des 
219846136 


nebacterin 
224581446 


mily XI. I 
219857617 


Hespellia 
219857499 

15252 
; Lactobac 
219878296 


occus. 
219878270 


219878265 


caligenace 
219878215 
equence 

eria; Rhod 


eplasma. 
ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 


ref |NR_028804.1 
1 817998 Seleni 
ceae; Selenihala 
ref |NR_028652.1 


Nocardiacea 
NR_027537.1 
a hinzii LMG 
ae; Bordetella. 
ref|NR_025414.1 
93 Thermocrinis 


eae; 
ref 
tell 


ref|NR_026012.1 

1267974 126947 
ulfuromonadales; 
ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
ref |NR_027228.1 


ncer 
ref 


tae Sedis; H 
NR_025206.1 


ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref|NR_025435.1 
69 Trichococcus 


ref |NR_025409.1 


ref|NR_025404.1 
ae; Bordetella. 
ref|NR_025354.1 

1969231 197053 
ospirillales; Rh 


219878167 


broegbernensis strain B1616/1 16S ribosomal RNA, partial sequence 


220704 220660 29 73 gi|265678915|ref|NR_029223.1| Mycobacterium 
2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 

266240 266186 29 83 gi| 265678882 |ref|NR_029188.1| Oxalobacter formigenes 
bosomal RNA, partial sequence 266185 267672 Oxalobacter formigenes Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Oxalobacter. 

273815 273755 26 86 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 
ibosomal RNA, partial sequence 273748 275246 Mycoplasma hyosynoviae Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

288847 288827 66 86 gi| 265678867 |ref|NR_029173.1| Bordetella holmesii 
16S ribosomal RNA, complete sequence 288824 290348 Bordetella holmesii Bacteria; 
etaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

311789 311761 25 53 gi|265678852|ref|NR_029158.1| Staphylococcus 
train S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
acteria; Firmicutes; Bacillales; Staphylococcus. 

361770 361746 21 45 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
eltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

638012 637992 29 49 gi|265678625|ref|NR_028930.1| Stenotrophomonas 

e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
acteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 

779881 779849 23 55 gi|265678525|ref|NR_028829.1| Acholeplasma axanthum 
ribosomal RNA, partial sequence 779845 781307 Acholeplasma axanthum Bacteria; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Bordetella hinzii LMG 
13501 Bacteria; 


Thermocrinis albus 


albus DSM 14484 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Nocardia alba strain 
Bacteria; 

e; Nocardia. 
Helcococcus ovis 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Hespellia porcina 


14 Hespellia porcina Bacteria; 


Lactobacillus jensenii 
acillus jensenii 


Trichococcus palustris 


palustris Bacteria; 


Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bordetella trematum 


30 Bordetella trematum Bacteria; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


ref|NR_025306.1 
2040918 204243 


Pseudoxanthomonas 
9 Pseudoxanthomonas 


broegbernensis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Pseudoxanthomonas. 


477522 Bacteria_16S 


2042528 2042508 29 


gi|2198781 


nitritireducens strain L2 16S ribosomal RNA, partial sequence 
nitritireducens Bacteria; Proteobacteria; 


Stenotrophomonas. 


477522 Bacteria_16S 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequenc 


2053491 2053443 29 


Gammaproteobacteria; 


gi|2198781 


66|ref|NR_025305.1 


Stenotrophomonas 


2042490 2044002 Stenotrophomonas 


Xanthomonadales; Xanthomonadaceae; 


55|ref|NR_025294.1 


Streptomyces 


e 2053442 2054919 Streptomyces 


stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 


Streptomyces. 
477522 Bacteria_16S 
strain P-1 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
477522 Bacteria_16S 
strain ILE-3 16S ribosomal RNA, partial sequence 
Synergistetes; Synergistia; 
477522 Bacteria_16S 


2108319 2108291 26 


2559710 2559666 32 


2562772 2562732 29 


Synergistales; 


gi|2198734 


2108290 21097 


gi|219857337|ref|NR_024925.1 
2559665 25611 
Synergistaceae; Aminobacterium. 
gi|219857335|ref|NR_024923.1 


37|ref|NR_026099.2 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Aminobacterium mobile 


17 Aminobacterium mobile Bacteria; 


Helicobacter 


mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 


477522 Bacteria_16S 


2674268 2674216 29 


gi| 219857206 |ref|NR_024834.1 


Campylobacterales; Helicobacteraceae; 


Thiobacter 


subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 


Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 
477522 Bacteria_16S 
strain MKT 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
477522 Bacteria_16S 
strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 27926 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 
477522 Bacteria_16S 


japonensis strain 


2740271 2740224 26 


2791324 2791300 29 


2922655 2922635 29 


gi|219857160|ref|NR_024788.1 
2740223 27416 


gi|219856841|ref|NR_024660.1 
12-3 16S ribosomal RNA, partial sequence 2922617 2924080 Pseudoxanthomonas japonensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; 


477522 Bacteria_16S 


strain STR Tl 16S 


Firmicutes; Lactobacillales; 
477522 Bacteria_16S 
flavithermus strain DSM 2641 16S ribosomal RNA, partial sequence 
flavithermus Bacteria; Firmicutes; Bacillales; 


477522 Bacteria_16S 


2963271 2963223 32 


ribosomal RNA, partial sequence 
Streptococcaceae; 


2998339 2998311 26 


3111546 3111522 21 


gi|219856814|ref|NR_024633.1 
2963222 2964720 Streptococcus 
Streptococcus. 
gi|219846924|ref|NR_026516.1 


Bacillaceae; Anoxybacillus. 
gi| 219846847 |ref|NR_026439.1 


halotolerans DSM 11383 16S ribosomal RNA, partial sequence 311 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
477522 Bacteria_16S gi|219846812|ref|NR_026404.1 
strain YH-15 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; 
477522 Bacteria_16S 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 32749 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
477522 Bacteria_16S 


3164472 3164432 24 


3273566 3273542 21 


3361982 3361954 26 


3365072 3365052 26 


3499192 3499172 67 


3595283 3595263 25 


3803173 3803153 66 


Lactobacillaceae; 


Fusobacteriaceae; 


3164429 316 


Lactobacillus. 
gi|219846738|ref|NR_026330.1 


gi|219846675|ref|NR_026267.1 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 
477522 Bacteria_16S 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 
proteoclasticus Bacteria; Firmicutes; Clostridia; 
477522 Bacteria_16S 


gi|219846673|ref|NR_026265.1 


Clostridiales 
gi|219846576|ref|NR_026168.1 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium 
Fusobacteria; Fusobacteriales; 
477522 Bacteria_16S 
strain 743A 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
477522 Bacteria_16S 
strain 18323 16S ribosomal RNA, partial sequence 


Cetobacterium. 
gi|219846511|ref|NR_026103.1 


3595254 359 


gi|219846360|ref|NR_025951.1 


3803146 380 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligena 


477522 Bacteria_16S 


3804687 3804667 66 


gi|219846359|ref|NR_025950.1 


parapertussis strain 522 16S ribosomal RNA, partial sequence 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Bur 


477522 Bacteria_16S 


3806201 3806181 66 


gi|219846358|ref|NR_025949.1 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequenc 
bronchiseptica Bacteria; Proteobacteria; 


477522 Bacteria_16S 


3865436 3865378 28 


Betaproteobacteria; Bu 
gi|219846318|ref|NR_025908.1 


Xanthomonadaceae; 


2998293 299981 


1517 3112988 Desulf 


5945 Lactobacillus 


336503 
; Clostridiaceae; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 
eromonadaceae; Agarivorans. 
gi|219857122|ref|NR_024750.1 


Coprococcus catus 


13 Coprococcus catus Bacteria; 


Pseudoxanthomonas 


Pseudoxanthomonas. 
Streptococcus canis 
canis Bacteria; 


Anoxybacillus 
6 Anoxybacillus 


Desulfobacter 

obacter halotolerans 
eae; Desulfobacter. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Salimicrobium album 
album Bacteria; 


Caloramator 

4 3366453 Caloramator 
Caloramator. 
Cetobacterium ceti 
ceti Bacteria; 


Clostridium populeti 


6742 Clostridium populeti Bacteria; 


Bordetella pertussis 


4609 Bordetella pertussis Bacteria; 


ceae; Bordetella. 


3804660 380612 
kholderiales; Alca 


e 3806174 380763 
rkholderiales; Alc 


Bordetella 
3 Bordetella 
ligenaceae; Bordetella. 
Bordetella 
7 Bordetella 
aligenaceae; Bordetella. 


Porphyromonas macacae 


strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas macacae Bacteria; 


Bacteroidetes; Bacteroidia; 


Bacteroidales; 


Porphyromonadaceae; 


Porphyromonas. 


477522 Bacteria_16S 4100275 4100223 29 81 gi 
tainanensis strain S1 16S ribosomal RNA, complete seque 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseria 
477522 Bacteria_16S 4116903 4116859 32 76 gi 
strain ON59 16S ribosomal RNA, partial sequence 


219846152 
nce 41002 
les; Neiss 
219846139 


4116858 41183 


Chitinibacter 
ibacter tainanensis 
ibacter. 

Streptococcus minor 
minor Bacteria; 


ref|NR_025742.1 
22 4101735 Chitin 
eriaceae; Chitin 
ref|NR_025729.1 
54 Streptococcus 


Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

477522 Bacteria_16S 4219399 4219343 29 85 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

477522 Fungi_16S 62 2 26 86 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

477522 Fungi_16S 6225 6165 26 86 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

477522 Fungi_16Ss 10694 10640 26 80 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

477522 Fungi_16S 4669 4617 26 78 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

477522 Fungi_16S 9213 9175 26 64 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

477522 Fungi_16S 3105 3069 28 64 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

478036 Bacteria_16S 696703 696620 1 84 gi| 265678585 |ref|NR_028890.1| Opitutus terrae strain 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacteria; Verrucomicrobia; 
Opitutae; Opitutales; Opitutaceae; Opitutus. 

478036 Bacteria_16S 11444 11361 1 84 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

478036 Bacteria_16S 91629 91546 1 84 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

478036 Bacteria_16S 970634 970551 1 84 gi| 265678397 |ref|NR_028699.1| Desulfovibrio 
fructosovorans strain JJ 16S ribosomal RNA, partial sequence 969528 971049 Desulfovibrio 
fructosovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

478036 Bacteria_16S 3050989 3050906 1 84 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

478036 Bacteria_16S 3766642 3766559 1 84 gi| 219846387 |ref|NR_025978.1| Desulfovibrio 
acrylicus strain W218 16S ribosomal RNA, partial sequence 3765567 3766920 Desulfovibrio acrylicus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
478036 Bacteria_16S 2739900 2739818 2 84 gi|219857161|ref|NR_024789.1| Thermodesulfobium 
narugense strain Na82 16S ribosomal RNA, partial sequence 2738810 2740172 Thermodesulfobium narugense 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 
478036 Bacteria_16S 204799 204707 1 93 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 
thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 

478036 Bacteria_16S 941277 941196 1 82 gi|265678418|ref|NR_028720.1| Chitinophaga pinensis 
strain DSM 2588 16S ribosomal RNA, partial sequence 940206 941663 Chitinophaga pinensis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

478036 Bacteria_16S 1394666 1394574 1 93 gi|228715897|ref|NR_027542.1| Thermotoga lettingae 


strain TMO 16S ri 
Thermotogae; Ther 
478036 Bacteria_16S 
strain DSM 5069 1 
Bacteria; Thermotogae; 
478036 Bacteria_16S 

strain DSM 9442 1 
Thermotogae; Ther 
478036 Bacteria_16S 
strain BA160 16S 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; 
2790881 2790789 1 


Thermotoga. 
93 gi 


Thermotogales; Thermotogaceae; T 
3451673 3451581 1 93 gi 


motogales; Thermotogaceae; Thermotoga. 
4237037 4236956 1 82 gi 
ribosomal RNA, partial sequence 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyc 
478036 Bacteria_16S 2088156 2088069 1 88 gi 
thermolithotrophum strain BSA 16S ribosomal RNA, partia 


thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; 


1393543 13950 


219857123 


6S ribosomal RNA, partial sequence 2789778 27912 


hermotoga. 
219846609 


6S ribosomal RNA, partial sequence 3450571 34520 


219846044 


4235935 42373 


lobacteria 
219878131 
1 sequence 


55 Thermotoga lettingae TMO Bacteria; 


ref|NR_024751.1| Thermotoga thermarum 
48 Thermotoga thermarum DSM 5069 


ref|NR_026201.1| Thermotoga elfii 
89 Thermotoga elfii Bacteria; 


ref |NR_025634.1| Aquiflexum balticum 
93 Aquiflexum balticum Bacteria; 
ceae; Aquiflexum. 
ref|NR_025270.1| Desulfurobacterium 
2087053 2088498 Desulfurobacterium 
Desulfurobacterium. 


478036 Bacteria_16S 
arabaticum strain 
arabaticum Bacteria; 
478036 Bacteria_16S 


strain Tf 16S ribosomal RNA, partial 
Bacillales; 


Firmicutes; 
478036 Bacteria_16S 


strain JR 16S ribosomal RNA, partial 
Deferribacterales; 


Deferribacteres; 
478036 Bacteria_16S 


Firmicutes; 


107104 107021 1 


Clostridia; 


511519 511436 1 84 
sequence 
Bacillaceae; Geobacillus. 
543502 543419 1 84 
sequence 


788556 788473 1 


84 


84 


strain M39 16S ribosomal RNA, partial sequence 


Proteobacteria; 
478036 Bacteria_16S 
strain Z-7191 16S 
Firmicutes; 
478036 Bacteria_16S 


891861 891778 1 


Halanaerobiales; 
1050236 1050153 1 


84 


ribosomal RNA, partial sequence 
Clostridia; 


84 


gi 


gi 


510382 51190 


gi 


542382 54390 


Deferribacteraceae; Deferriba 


gi 


787469 78896 


Gammaproteobacteria; Thiotrichales; Pisciricketts 


gi 


890778 89219 
Halobacteroidaceae; 


gi 


265678991 


Z-7288 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


265678711 


265678690 


265678520 


265678450 


265678345 


lithotrophicum strain 17S 16S ribosomal RNA, partial sequence 


lithotrophicum Bacteria; Aquificae; Aquificales; Desulf 


478036 Bacteria_16S 


1059251 1059168 1 


84 


gi 


265678338 


desulfuricans strain SSM1 16S ribosomal RNA, partial sequence 


desulfuricans Bacteria; 


478036 Bacteria_16S 
magneticus strain 
Bacteria; 
478036 Bacteria_16S 

saccharolyticum subsp. 


1498218 Halanaerobium saccharolyticum subsp. 
Halanaerobiaceae; 


Halanaerobiales; 
478036 Bacteria_16S 
strain ATCC 35185 
Bacteria; Firmicutes; 
478036 Bacteria_16S 


strain KMM 241 16S ribosomal RNA, partial sequence 


Proteobacteria; 
478036 Bacteria_16S 
strain DSM 12838 


478036 Bacteria_16S 
submarinus strain 
Bacteria; 
478036 Bacteria_16S 
inopinatus strain 


Desulfovibrio. 
478036 Bacteria_16S 


burkinensis strain HDv 16S ribosomal RNA, partial sequence 


Bacteria; 
478036 Bacteria_16S 
salinarius strain 
salinarius Bacteria; 
478036 Bacteria_16S 


hydrogenovorans strain Z-7935 16S ribosomal RNA, partial 
hydrogenovorans Bacteria; 


Desulfonatronovibrio. 
478036 Bacteria_16S 


RS-1 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; 


Firmicutes; 


Deferribacteres; 
1369103 1369020 1 


1497849 1497766 1 


84 


84 


Deferribacterales; 


gi 


complete sequ 
Desulfov 


gi 


saccharolyticum strain DSM 6643 


1524874 1524791 1 


1701255 1701172 1 


1933918 1933835 1 


2103358 2103275 1 


2415924 2415841 1 


2606847 2606764 1 


3130768 3130685 1 


Clostridia; 
3244548 3244465 1 


Proteobacteria; 


3300487 3300404 1 


Halanaerobium. 


84 


84 


84 


84 


84 


84 


84 


84 


84 


gi 


16S ribosomal RNA, partial sequence 
Clostridia; 


gi 


1700153 17016 


Gammaproteobacteria; Alteromonadales; Alteromonad 


gi 


gi 


6N 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


gi 


gi 


gi 


gi 


gi 


228718692 


219846665 


219857527 


219878407 


219878239 


16S ribosomal RNA, partial sequence 1932811 19342 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


219878118 


219857450 


HHQ 20 16S ribosomal RNA, partial sequence 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; 


219857264 


219846835 


SG3903 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


219846758 


219846721 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 


sulfidovorans Bacteria; 


Methylophaga. 
478036 Bacteria_16S 
lacunarum strain 
lacunarum Bacteria; 
478036 Bacteria_16S 
saccharolyticum subsp. 


Halanaerobiales; 
478036 Bacteria_16S 
thalassica strain 


Methylophaga. 
478036 Bacteria_16S 


Firmicutes; 


Halanaerobiaceae; 


Proteobacteria; 
3373572 3373489 1 


Clostridia; 
3376643 3376560 1 


84 


84 


Gammaproteobacteria; 


gi 


gi 


senegalense strain DSM 7379 16S 
Halanaerobium saccharolyticum subsp. 


3382781 3382698 1 


3384319 3384236 1 


219846668 


DSM 6640 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


219846666 
ribosomal 


Hal 


urobacteri 


Defer 


ence 13679 
ibrionales; 


15237 
Clostridiales; Veillonellaceae; 


21022 


Desulfo 
26057 


Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


sequence 
Deltaproteobacteria; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


16S ribosomal 
saccharolyticum Bacteria; 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


w 


ref 


ref 


ref 


ref 
RNA, 


106000 10747 
obacteroidaceae; 


0 Deferribacter 
cter. 


2 Methylophaga 
iaceae; Methylophaga. 


1049100 10505 


aceae; Balnearium. 


1058138 10595 
ribacteraceae; 


77 1369516 Desul 


42 1525238 Selen 
Selenomonas. 


aceae; 


De 


2414827 241631 
vibrionales; 


22 2607261 Desulf 
Desulfovibrion 


129667 313104 
Halobac 


3243444 324494 
Desulf 


3299393 330087 
Thiotric 


NR_029299.1 


NR_029016.1 


NR_028995.1 


NR_028824.1 


NR_028752.1 


NR_028647.1 


NR_028640.1 


NR_027575.1 


NR_026257.1 
RNA, 


NR_025115.1 


NR_025546.1 


NR_025378.1 


Des 
NR_025257.1 


11 2103776 Desulf 
sulfohalobia 


NR_025038.1 
Des 


NR_024895.1 


NR_026427.1 


teroidaceae; 
NR_026350.1 


ovibrionales 
NR_026313.1 


hales; Pisci 


NR_026260.1 


3372496 337395 
Halobacteroidaceae; 


NR_026258.1 
partial seq 


8 


7 
Deferribacter. 


£ 
Desulfovibrionaceae; 


complete sequence 
Firmicutes; 


Acetohalobium 


1 Acetohalobium 


Acetohalobium. 
Geobacillus debilis 


6 Geobacillus debilis Bacteria; 


Deferribacter abyssi 
abyssi Bacteria; 


Methylophaga alcalica 


alcalica Bacteria; 


Orenia sivashensis 


7 Orenia sivashensis Bacteria; 
Orenia. 


Balnearium 
0 Balnearium 


Deferribacter 
3 Deferribacter 


Desulfovibrio 

ovibrio magneticus RS-1 
Desulfovibrio. 
Halanaerobium 

1496733 
Clostridia; 


Selenomonas sputigena 


omonas sputigena 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 
Glaciecol 


a. 
Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 
Desulfomicrobiaceae; 


ulfomicrobium. 
Desulfonauticus 
onauticus submarinus 
ceae; Desulfonauticus. 
Desulfovibrio 

0 Desulfovibrio 
ulfovibrionaceae; 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Halanaerobacter 

9 Halanaerobacter 
Halanaerobacter. 
Desulfonatronovibrio 
6 Desulfonatronovibrio 
; Desulfohalobiaceae; 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Halanaerobacter 

0 Halanaerobacter 
Halanaerobacter. 
Halanaerobium 

uence 3375527 3377012 


senegalense Bacteria; Firmicutes; Clostridia; 


Halanaerobium. 


84 


ATCC 33146 16S ribosomal RNA, e 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; 


84 


gi 


complet 


gi 


strain ATCC 35842 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Methylophaga. 


219846661 


219846660 


sequence 
Thiotrichal 


ref 


ref 


NR_026253.1 


3381669 338315 


es; Pisciric 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


NR_026252.1 


Methylophaga marina 


3383208 3384695 Methylophaga marina Bacteria; 


478036 Bacteria_16S 


congolense strain 
congolense Bacter 


thermophilus stra 
thermophilus Bact 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


478036 Bacteria_16S 
in NSP M-1 16S ribosomal RNA, partial 
eria; Nitrospirae; Nitrospirales; Nitr 
478036 Bacteria_16S 


moscoviensis stra 
moscoviensis Bact 


strain 525 16S ri 
Proteobacteria; E 


islandicus strain 
Bacteria; Nitrosp 


velocicrescens st 
velocicrescens Ba 


strain Tab-4c 16S 
Tenericutes; Moll 


strain HYOS-1 16S 
Tenericutes; Moll 


strain TN-1 16S 
Tenericutes; Moll 


leptinotarsae str 
leptinotarsae Bac 


lampyridicola str 
lampyridicola Bac 


strain TABS-2 16S 
Tenericutes; Moll 


strain 23-6 16S r 
Tenericutes; Moll 


strain CUAS-1 16S 
Tenericutes; Moll 


strain AES-1 16S 
Tenericutes; Moll 


strain EC-1 16S r 
Tenericutes; Moll 


Tenericutes; Moll 


strain MSB-8 16S 
Thermotogae; 


strain DV1140 16S 
Thermotogae; 


strain NO-502 16S 
Bacteroidetes; 


strain SS-2 16S r 
Bacteroidetes; 


strain AAFu3 16S 
Deferribacteres; 


ia; 
478036 Bacteria_16S 
in BMA1 16S ribosomal RNA, partial sequence 
eria; 
478036 Bacteria_16S 


Sphingobacteria; 
478036 Bacteria_16S 


Sphingobacteria; 
478036 Bacteria_16S 


3676862 3676779 1 


SEBR 4224 16S ribosomal RNA, partial 


Firmicutes; 
3678426 3678343 1 


Deferribacteres; 
3768053 3767970 1 


Clostridia; 


84 gi|219846453|ref|NR_026044.1 
sequence 3675717 367724 
Halanaerobiales; Halanaerobiaceae; H 
84 gi|219846452|ref|NR_026043.1 
3677295 367884 


SEBR 2840 16S ribosomal RNA, partial 


125443 125369 9 


1769629 1769547 1 


bosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nauti 
478036 Bacteria_16S 
Rlha3 16S ribosomal RNA, partial sequence 32871 
irae; Nitrospirales; Nitrospiraceae; Thermodesul 
478036 Bacteria_16S 
rain MQ 
cteria; 
478036 Bacteria_16S 


3288256 3288175 12 


4136275 4136193 2 


4137841 4137759 2 


ribosomal RNA, partial sequence 
icutes; 
478036 Bacteria_16S 


Entomoplasmatales; 
4142537 4142455 2 


ribosomal RNA, partial sequence 
icutes; 
478036 Bacteria_16S 
ribosomal RNA, 
icutes; 
478036 Bacteria_16S 
ain LD- 
teria; 
478036 Bacteria_16S 
ain PUP 
teria; 
478036 Bacteria_16S 
ribosomal RNA, partial sequence 
icutes; 
478036 Bacteria_16S 
ibosoma 
icutes; 
478036 Bacteria_16S 


Entomoplasmatales; 
4144103 4144021 2 


Entomoplasmatales; 
4145670 4145588 2 


4147235 4147153 2 


4150365 4150283 2 


Entomoplasmatales; 
4151921 4151839 2 


Entomoplasmatales; 
4153349 4153267 2 


ribosomal RNA, partial sequence 
icutes; 
478036 Bacteria_16S 
ribosomal RNA, 
icutes; 
478036 Bacteria_16S 
ibosoma 
icutes; 
478036 Bacteria_16S 
strain CCH 16S ribosomal RNA, partial sequence 
icutes; 
478036 Bacteria_16S 
ribosomal RNA, 
Thermotogales; 
478036 Bacteria_16S 
ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 
478036 Bacteria_16S 


Entomoplasmatales; 
4154914 4154832 2 


Entomoplasmatales; 
4156480 4156398 2 


Entomoplasmatales; 
4159611 4159529 2 


Entomoplasmatales; 
305169 305077 1 


Thermotogaceae; 
505474 505382 1 


535880 535799 1 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


976771 976690 1 


ibosomal RNA, partial sequence 
Sphingobacteriales; 


1149751 1149678 11 


ribosomal RNA, partial sequence 
Deferribacterales; 
478036 Bacteria_16S 


1202744 1202652 1 


partial sequence 


ia; Proteobacteria; Deltaproteobacteri 


-4 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 


84 gi|219846123|ref|NR_025713.1 

equence 4135174 413668 

Entomoplasmatales; Spiroplasmat 

84 gi|219846122|ref|NR_025712.1 
4136739 41382 


Spiroplasmataceae; Spiroplasma. 
84 gi|219846119|ref|NR_025709.1 
4141437 41429 


1B 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 


-1 16S ribosomal RNA, partial s 
Tenericutes; Mollicutes; 


Deferribacterales; Deferribacteraceae; De 

84 gi| 219846386 |ref|NR_025977.1 

sequence 3766971 376838 

a; Desulfovibrionales; Des 

83 gi| 265678979 |ref|NR_029287.1 

sequence 124349 125867 
ospiraceae; Nitrospira. 

83 gi|219878358|ref|NR_025497.1 

1768558 17700 
liaceae; Nautilia. 
93 gi|219846729|ref|NR_026321.1 


91 3288591 Thermo 
fovibrio. 


Halanaerobium 
4 Halanaerobium 
alanaerobium. 
Deferribacter 
5 Deferribacter 
ferribacter. 
Desulfovibrio 
7 Desulfovibrio 
ulfovibrionaceae; 


Nitrospira 
Nitrospira 


Nautilia lithotrophica 


21 Nautilia lithotrophica Bacteria; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 
Spiroplasma turonicum 


54 Spiroplasma turonicum Bacteria; 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 


1 RNA, partial sequence 


partial sequence 


1 RNA, partial sequence 


complete sequence 


Spiroplasmataceae; Spiroplasma. 
84 gi|219846118|ref|NR_025708.1| Spiroplasma litorale 
4143001 4144516 Spiroplasma litorale Bacteria; 
Spiroplasmataceae; Spiroplasma. 
84 gi|219846117|ref|NR_025707.1| Spiroplasma 
equence 4144567 4146083 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
84 gi| 219846116 |ref|NR_025706.1| Spiroplasma 
equence 4146134 4147648 Spiroplasma 
Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
84 gi|219846114|ref|NR_025704.1| Spiroplasma helicoides 
4149264 4150768 Spiroplasma helicoides Bacteria; 
Spiroplasmataceae; Spiroplasma. 
84 gi|219846113|ref|NR_025703.1| Spiroplasma floricola 
4150819 4152196 Spiroplasma floricola Bacteria; 
Spiroplasmataceae; Spiroplasma. 
84 gi|219846112|ref|NR_025702.1| Spiroplasma diminutum 
4152247 4153762 Spiroplasma diminutum Bacteria; 
Spiroplasmataceae; Spiroplasma. 
84 gi|219846111|ref|NR_025701.1| Spiroplasma culicicola 
4153813 4155327 Spiroplasma culicicola Bacteria; 
Spiroplasmataceae; Spiroplasma. 
84 gi|219846110|ref|NR_025700.1| Spiroplasma corruscae 
4155378 4156893 Spiroplasma corruscae Bacteria; 
Spiroplasmataceae; Spiroplasma. 
84 gi|219846108|ref|NR_025698.1| Spiroplasma chinense 
4158509 4160024 Spiroplasma chinense Bacteria; 
Spiroplasmataceae; Spiroplasma. 
93 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
304028 305589 Thermotoga maritima Bacteria; 
Thermotoga. 
93 gi|265678715|ref|NR_029020.1| Thermosipho atlanticus 


82 gi 


82 gi 
84 gi 


93 gi 


504361 50587 


265678695 


534808 53626 
Flexibacterac 


265678393 


975693 97713 
Saprospiraceae; 


253680757 


1148654 11501 
Deferribacteraceae; 


228715358 


ref|NR_029000.1 


Arcicella. 
NR_028695.1 


eae; 
ref 


Lewinella. 


ref|NR_028005.1 


1 Thermosipho atlanticus Bacteria; 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Geovibrio thiophilus 


27 Geovibrio thiophilus Bacteria; 
Geovibrio. 


ref|NR_027530.1 


Thermotoga neapolitana 


DSM 4359 16S ribosomal RNA, partial sequence 1201630 1203111 Thermotoga neapolitana DSM 4359 Bacteria; 


Thermotogae; 


Thermotogales; 


Thermotogaceae; 


Thermotoga. 


478036 Bacteria_16S 1880724 1880647 7 84 gi|219878279|ref|NR_025418.1| Propionispora 
vibrioides strain FKBS1 16S ribosomal RNA, complete sequence 1879598 1881131 Propionispora 
vibrioides Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispora. 

478036 Bacteria_16S 1917048 1916956 1 93 gi|219878250|ref|NR_025389.1| Thermosipho geolei 
strain DSM 13256, 16S ribosomal RNA, partial sequence 1915911 1917433 Thermosipho geolei Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

478036 Bacteria_16S 2106344 2106263 1 82 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
478036 Bacteria_16S 2696066 2695978 1 89 gi|219857191|ref|NR_024819.1| Saccharibacter 
floricola strain S-877 16S ribosomal RNA, partial sequence 2695010 2696445 Saccharibacter floricola 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Saccharibacter. 
478036 Bacteria_16S 2828482 2828390 1 93 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 
strain IHB1 16S ribosomal RNA, partial sequence 2827347 2828849 Thermosipho japonicus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 

478036 Bacteria_16S 3315666 3315593 11 84 gi|219846710|ref|NR_026302.1| Spirochaeta africana 
strain Z-7692 16S ribosomal RNA, partial sequence 3314589 3316062 Spirochaeta africana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

478036 Bacteria_16S 3318712 3318639 11 84 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
strain Z-7591 16S ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

478036 Bacteria_16S 3979444 3979363 1 82 gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 
strain NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 

478036 Bacteria_16S 35898 35826 i2 84 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

478036 Bacteria_16S 51002 50930 12 84 gi|265679030|ref|NR_029338.1| Desulfovibrio 
alaskensis strain All 16S ribosomal RNA, complete sequence 49907 51436 Desulfovibrio alaskensis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
478036 Bacteria_16S 96373 96301 12 84 gi|265678999|ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

478036 Bacteria_16S TL1S91 211519 12 84 gi|265678988|ref|NR_029296.1| Treponema maltophilum 
strain BR 16S ribosomal RNA, partial sequence 110499 111992 Treponema maltophilum Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

478036 Bacteria_16S 203182 203103 14 93 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

478036 Bacteria_16S 362832 362749 1 84 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

478036 Bacteria_16S 793180 793108 12 84 gi|265678517|ref|NR_028820.1| Spirochaeta americana 
strain ASpGl 16S ribosomal RNA, partial sequence 792094 793560 Spirochaeta americana Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Spirochaeta. 

478036 Bacteria_16S 858641 858569 12 84 gi|265678473|ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
478036 Bacteria_16S 921223 921140 11 94 gi|265678431|ref|NR_028733.1| Slackia 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 Slackia 


heliotrinireducen 
Coriobacteriaceae 
478036 Bacteria_16S 
socranskii 


subsp. 
socranskii subsp. 


478036 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; 


subsp. paredis st 
socranskii subsp. 


478036 Bacteria_16S 


subsp. buccale st 
socranskii subsp. 


478036 Bacteria_16S 


lecithinolyticum 
lecithinolyticum 


478036 Bacteria_16S 


strain JZC3 16S r 


D 
478036 Bacteria_16S 


ibosomal RNA, partial sequence 


Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 


s 
s Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
; Slackia. 

984308 984236 12 84 gi| 265678388 |ref|NR_028690.1| Treponema socranskii 
strain D56BRIII6 16S ribosomal RNA, partial sequence 983192 984718 Treponema 
socranskii Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1196668 1196596 12 84 gi|228715574|ref|NR_027535.1| Denitrovibrio 

2809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
eferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

1252380 1252308 12 84 gi|219857241|ref|NR_024869.1| Treponema socranskii 

rain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1253907 1253835 12 84 gi|219857240|ref|NR_024868.1| Treponema socranskii 

rain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

1264449 1264377 12 84 gi|219846655|ref|NR_026247.1| Treponema 

ATCC 700332 16S ribosomal RNA, partial sequence 1263357 1264835 Treponema 
Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 
1467512 1467440 12 84 gi|224581408|ref|NR_027189.1| Treponema putidum 


1466484 1467891 Treponema putidum Bacteria; 


478036 Bacteria_ 


strain OMZ833 16S 
Spi 
478036 Bacteria_16S 
norvegicum strain 
norvegicum Bacter 


Spirochaetes; 


Desulfomicrobium. 


478036 Bacteria_16S 
macestii strain M 
Proteob 
478036 Bacteria_16S 
hydrothermalis st 
hydrothermalis Ba 


Bacteria; 


Desulfovibrio. 


478036 Bacteria_16S 
azotonutricium st 
azotonutricium Ba 
478036 Bacteria_16S 


strain CVL 16S ri 
Proteobacteria; 


Proteobacteria; 


strain HA2P 16S r 
Spirochaetes; Spi 


478036 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


478036 Bacteria_16S 


strain Z-7491 16S 
Spirochaetes; Spi 


478036 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


478036 Bacteria_16S 


strain SL1 16S ri 
Thermotogae; Ther 


478036 Bacteria_16S 


oligotrophica str 
oligotrophica Bac 


478036 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; D 


478036 Bacteria_16S 


multivorans strai 
multivorans Bacte 
Burkholderia; Bur 


478036 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


478036 Bacteria_16S 


strain TCl 16S ri 
Proteobacteria; G 


478036 Bacteria_16S 


strain Y6 16S rib 
Proteobacteria; G 


478036 Bacteria_16S 


hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 


478036 Bacteria_16S 


succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 


478036 Bacteria_16S 


strain Kysw2 16S 


Proteobacteria; D 


D 
478036 Bacteria_16S 
strain lacT 16S r 
D 
478036 Bacteria_16S 


16S 1523304 1523232 12 84 
ribosomal RNA, partial sequence 


rochaetales; 


gi 


Spirochaetaceae; Treponema. 
1894684 1894612 12 84 gi 
DSM 1741 16S ribosomal RNA, partial s 
ia; Proteobacteria; Deltaproteobacteria; 
1977880 1977808 12 84 gi 
-9 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfov 
2163743 2163671 12 84 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobac 


2270363 2270291 12 84 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 
2614584 2614512 12 84 gi 
bosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3043419 3043347 12 84 gi 
ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales 
3205102 3205030 12 84 gi 
ibosomal RNA, partial sequence 
rochaetales; 


’ 


’ 


Spirochaetaceae; Treponema. 
3314130 3314058 12 84 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


ri 


3317190 3317118 12 84 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Spirocha 
3495728 3495652 8 84 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


et 


al 


3778694 3778607 6 93 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
3912595 3912494 1 99 gi 
ain S58 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


gi 


ue 
er 


219857543 
1522207 15236 


219878268 
eq 


219878210 


ib 

219857626 
eq 
te 


219857553 
se 
Sp 
219857256 
2613469 26150 


219846894 
3042319 30437 


219846785 
3204032 32054 


219846711 
eq 
219846709 
3316113 33175 


219846579 


219846378 
3777587 37790 


219846286 


ref |NR_025131.1 


ref|NR_025407.1 
1893578 189509 
vibrionales; Des 


uence 
Desulfo 


ref |NR_025349.1 
73 1978275 Desulf 
; Desulfomicrob 
ref|NR_025215.1 
162629 216416 


ulfovibrionales; 


19767 
rionales 


ND 


uence 
ria; Des 
ref|NR_025141.1 

2269277 227073 
aceae; Treponema 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026486.1 
95 Desulfovibrio 
ibrionaceae; Des 
ref |NR_026377.1 


quence 
irochaet 


Desulfov 


Desulfov 


NR_026303.1 
3313036 331453 
fovibrionales; D 


uence 
a; Desul 
ref|NR_026301.1 
a. 
ref|NR_026171.1 


39 3496156 Thermo 
donocardineae; P 


34946 
es; Pseu 


ref|NR_025969.1 


ref|NR_025876.1 
3911550 391285 
obiales; Bradyrh 


nce 


ia; Rhiz 


4065146 4065074 12 84 gi 
S ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfovibrionales; 
20733 20650 1 84 gi 

n Struelens 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

29899 29816 1 84 gi 
in LA 5 16S ribosomal RNA, partial seq 
eria; Firmicutes; Lactobacillales; Lac 
60183 60100 1 84 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
61731 61648 1 84 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; xX 
90146 90063 1 84 gi 
ain JSP 16S ribosomal RNA, partial seq 
teria; Thermodesulfobacteria; Thermode 
erium. 


s 
a; 


ue 
to 


su 


142185 142102 1 84 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


143669 143586 1 84 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 


gi 


, 


478036 Bacteria_16S 


strain W6 16S rib 
Firmicutes; Clost 


151172. 151089" 1 84 gi 
osomal RNA, partial sequence 


ridia; Clostridiales; Clostridiaceae; 


219846176 
4064043 40655 


265679050 


265679044 


265679024 
59080 
anthomonad 
265679023 
60630 
anthomonad 
265679003 
uence 


265678968 
equence 
eria; 


265678967 
142594 14403 
Desulfur 
265678962 
150066 151566 Clostridium litorale Bacteria; 
Clostridium. 


ref|NR_025766.1 
18 Desulfovibrio 
ibrionaceae; Des 
ref |NR_029358.1 

19628 21106 
deriales; Burkh 


Desulfov 


equence 
Burkhol fo) 
ref |NR_029352.1 

28769 30312 
eae; Lactobacill 
ref |NR_029332.1 


nce 
bacillac 


60579 
acea 
ref 


e; Xanthomon 
NR_029331.1 
62129 
aceae; Xanthomon 
ref|NR_029311.1 

89036 90489 
riales; Thermod 


lfobacte e 


ref|NR_029276.1 
141109 142543 
Desulfuromonadales; 
ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 


i 


Treponema parvum 


91 Treponema parvum Bacteria; 


Desulfomicrobium 
4 Desulfomicrobium 
ulfomicrobiaceae; 


Desulfomicrobium 

omicrobium macestii 

aceae; Desulfomicrobium. 
Desulfovibrio 

3 Desulfovibrio 
Desulfovibrionaceae; 


Treponema 
9 Treponema 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Desulfovibrio zosterae 
zosterae Bacteria; 
ulfovibrio. 
Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Spirochaeta alkalica 


87 Spirochaeta alkalica Bacteria; 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


Agromonas 

7 Agromonas 

izobiaceae; Agromonas. 
Desulfovibrio bastinii 

bastinii Bacteria; 

ulfovibrio. 

Burkholderia 

Burkholderia 

lderiaceae; 


Lactobacillus 
Lactobacillus 

us. 

Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Thermodesulfobacterium 
Thermodesulfobacterium 
sulfobacteriaceae; 


Desulfuromusa 
Desulfuromusa 


Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 


ulfuromusa. 


ref|NR_029270.1 


Clostridium litorale 


478036 Bacteria_16S 


strain ATCC 15468 


Proteobacteria; Gammaproteobacteria; 
478036 Bacteria_16S 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial s 


178691 178608 1 84 gi 


16S ribosomal RNA, partial sequence 17756 
Aeromonadales; Aeromonadacea 
200108 200025 1 84 gi| 265678930 


265678944 


equence 


ref|NR_029252.1 
4 179023 Aeromo 
e; Aeromonas. 
ref|NR_029238.1 

198985 200521 


Aeromonas punctata 
nas punctata Bacteria; 


Pelobacter 
Pelobacter 


acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

478036 Bacteria_16S 238530 238447 1 84 gi|265678903|ref|NR_029211.1| Burkholderia glumae 
strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

478036 Bacteria_16S 240077 239994 1 84 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

478036 Bacteria_16S 241663 241580 1 84 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 


strain 717 16S ri 
Proteobacteria; 
complex. 


478036 Bacteria_16S 


strain SEBR 7054 
Thermotogae; Ther 


478036 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


478036 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


478036 Bacteria_16S 


delbrueckii subsp 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


478036 Bacteria_16S 


strain PL7HG1 16S 
taiwanensis strai 
Bacteria; Proteob 


kalixensis strain 
kalixensis Bacter 


478036 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


albertensis strai 


albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidit 
Acidithiobacillus. 

478036 Bacteria_16S 639075 638992 1 84 gi| 265678625 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 63798 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 
478036 Bacteria_16S 765517 765434 1 84 gi| 265678536 
jalaludinii strain M9 16S ribosomal RNA, complete sequence 76438 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
478036 Bacteria_16S 799302 799219 1 84 gi| 265678513 


strain MOL361 16S 
Firmicutes; Erysi 


478036 Bacteria_16S 


thermophilum stra 
thermophilum Bact 
Thermodesulfobact 


478036 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


478036 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


478036 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


478036 Bacteria_16S 


B 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
247817 247734 1 84 gi 
motogales; Thermotogaceae; 
255315 255232 1 

1 RNA, partial sequence 
ia; Rhizobiales; Bradyrhizobiaceae; Af 
323421 323338 1 84 gi 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; 
380859 380776 1 84 gi 
indicus strain NCC725 16S ribosomal 


Thermotoga. 
84 gi 


383874 383791 1 84 
ribosomal RNA, partial sequence 


gi 


391595 391512 1 84 gi 


414862 414779 1 84 gi 
Kx127A2 16S ribosomal RNA, complete s 
ia; Firmicutes; Lactobacillales; 
537401 537318 1 84 
osomal RNA, partial sequence 


gi 


563462 563379 1 84 gi 
n DSM 14366 16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
806957 806874 1 84 gi 
in 7 16S ribosomal RNA, partial sequen 
eria; Thermodesulfobacteria; Thermodes 
erium. 

828352 828269 1 84 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
829928 829845 1 84 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
867848 867765 1 84 gi 


ammaproteobacteria; Xanthomonadales; X 
893345 893262 1 84 gi 


240595 24207 


rkholderiaceae 


2 Burkholderia 


; Burkholder 


16S ribosomal RNA, partial sequence 246697 24821 


254252 255652 Afipi 


322285 32381 
Halanaerobiace 


indicus Bacteria; 


382807 38428 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
478036 Bacteria_16S 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
478036 Bacteria_16S 


Lacto 


536318 53780 
psilonproteobacteria; Nautiliales; Nau 
478036 Bacteria_16S 


798207 79971 


16S ribosomal RNA, partial sequence 866725 86827 


265678897 


265678892 


ipia. 
265678845 


ae; Haloth 
265678801 
RNA, parti 


265678799 


rhizobiace 
265678794 
ce 39048 
riales; Bu 
265678778 
equence 

bacillacea 
265678694 


tiliaceae; 
265678677 
sequence 


elotrichac 
265678508 
ce 80584 
ulfobacter 


265678494 
e 82720 
Selenomon 
265678493 

82878 
Selenomon 
265678467 


anthomonad 


Firmicutes; 


hiob 


eae; 


acea 


ref |NR_029205.1 


cepacia Bacteria; 


ia; Burkholderia cepacia 


Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


ref 
a br 


NR_029200.1 
oomeae Bacte 


ref |NR_029150.1 


Afipia broomeae strain 
ria; Proteobacteria; 


Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


thrix. 
NR_029106.1 
equence 


ermo 
ref 
als 


ref|NR_029104.1 


Lactobacillales; 


Lactobacillus 
379741 381255 
Lactobacillaceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


ae; Bradyrhizobi 
ref|NR_029099.1 
2 392023 Chitin 
rkholderiaceae; 
ref|NR_029083.1 

413724 415278 
e; Lactobacillus 
ref |NR_028999.1 
2 Caminibacter 
Caminibacter. 
ref |NR_028982.1 

562358 563851 
acillales; A 


ref |NR_028930.1 
2 639478 Stenot 
anthomonadaceae; 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref|NR_028816.1 
4 Turicibacter 
Turicibacte 
ref|NR_028811.1 
2 807361 Thermo 
iales; Thermodes 


ref|NR_028797.1 
9 828732 Seleno 
as. 
ref |NR_028796.1 
3 830273 Seleno 
as. 


ref|NR_028770.1 


um. 
Chitinimonas 
imonas taiwanensis 
Chitinimonas. 
Lactobacillus 
Lactobacillus 


Caminibacter profundus 


profundus Bacteria; 


Acidithiobacillus 
Acidithiobacillus 
cidithiobacillaceae; 


Stenotrophomonas 
rophomonas rhizophila 
Stenotrophomonas. 
Mitsuokella 

kella jalaludinii 


Turicibacter sanguinis 


sanguinis Bacteria; 


re, 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Selenomonas infelix 
monas infelix Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Xanthomonas cynarae 


6 Xanthomonas cynarae Bacteria; 


e; Xanthomon 


265678449 


as. 


ref|NR_028751.1 


Pandoraea sputorum 


strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 


478036 Bacteria_ 
strain LMG 18106 
Proteobacteria; 


strain LMG 16407 
Proteobacteria; 


strain WSU 86/104 


B 


B 


16S 894880 894797 1 84 gi 


896415 896332 1 84 gi 


973757 973674 1 
4 16S ribosomal RNA, 


84 gi 


Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 


478036 Bacteria_16S 
danicus strain DB 
Firmicu 
478036 Bacteria_16S 
DSM 9946 16S ribo 
Deinococcus-Thermus; 
478036 Bacteria_16S 


Bacteria; 


strain HI 11/12 1 


Bacteria; Aquific 
478036 Bacteria_16S 
16S ribosomal RNA, partial sequence 1300923 13024 


lactoaceticus 6A 


Deinococci; Thermales; 
1231421 1231338 1 

6S ribosomal RNA, 

ae; Aquificales; Aquificaceae; Thermoc 

1302043 1301960 1 84 gi 


Thermaceae; 
84 gi 


complete sequence 


265678448 


16S ribosomal RNA, partial sequence 893783 89526 
etaproteobacteria; Burkholderiales; Bu 
478036 Bacteria_16S 


265678447 


16S ribosomal RNA, partial sequence 895318 89680 
etaproteobacteria; Burkholderiales; Bu 
478036 Bacteria_16S 


somal RNA, partial sequence 1162257 1163688 Meiot 


219878275 


complete sequence 1230306 12317 


rinis. 
219846639 


rkholderia 


Meiothermus. 


ref|NR_028750.1 


; Pandoraea 
NR_028749.1 


ceae 
ref 


hermus silvanus 


ref|NR_025414.1 
93 Thermocrinis 


ref|NR_026231.1 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


rkholderiaceae; Pandoraea. 
265678395|ref|NR_028697.1| Waddlia chondrophila 
972617 974173 Waddlia chondrophila Bacteria; 


1034866 1034783 1 84 gi|265678355|ref|NR_028657.1| Aneurinibacillus 
4 16S ribosomal RNA, partial sequence 1033771 1035187 Aneurinibacillus danicus 
tes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Aneurinibacillus. 

1163306 1163223 1 84 gi|228720981|ref|NR_027600.1| Meiothermus silvanus 


DSM 9946 Bacteria; 


Thermocrinis albus 


albus DSM 14484 


Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 
478036 Bacteria_16S 1305153 1305070 1 84 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 


owensensis OL 16S 
Firmicu 
Caldicellu 
478036 Bacteria_16S 
juglandis str 


Bacteria; 
Sedis; 


pv. 
pv. juglandis Bac 
Xanthomonas. 


478036 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. 


melanesiensis BI4 


478036 Bacteria_16S 
hamburgensis stra 
Proteob 
478036 Bacteria_16S 
strain E58 16S ri 


Bacteria; 


Incer 
478036 Bacteria_16S 
melanesiensis str 


ribosomal RNA, partial sequence 
tes; Clostridia; 
losiruptor. 

1312645 1312562 1 84 gi 
ain LMG 747 16S ribosomal RNA, partial 
teria; Proteobacteria; Gammaproteobact 


1325062 1324979 1 84 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 

1332724 1332632 1 93 gi 
ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1365923 1365840 1 84 gi 
in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
1367508 1367425 1 84 gi 
bosomal RNA, complete sequence 


Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 


478036 Bacteria_16S 
antibioticus stra 
antibioticus Bact 


Lysobacter. 


478036 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


478036 Bacteria_16S 


cenocepacia strai 
cenocepacia Bacte 
Burkholderia; Bur 


478036 Bacteria_16S 


smithia st 
smithia Ba 


subsp. 
subsp. 


478036 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 


478036 Bacteria_16S 


strain IBS S6874 
Proteobacteria; 


strain R-13291 16 
Proteobacteria; 


strain R-10289 16 
Proteobacteria; 


LMG 19981 16S rib 


G 
478036 Bacteria_16S 


G 
478036 Bacteria_16S 


G 
478036 Bacteria_16S 


1429540 1429457 1 84 gi 
in USAM 3C 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


1473508 1473425 1 
1 RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


84 gi 


1534012 1533929 1 84 gi 
n LMG 16656 16S ribosomal RNA, partial 
ria; Proteobacteria; Betaproteobacteri 
kholderia cepacia complex. 

1571598 1571515 1 84 gi 
rain AS20/1/1 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
1573078 1572995 1 84 gi 
c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
1646291 1646208 1 84 gi 


ammaproteobacteria; Aeromonadales; Aer 
1653829 1653746 1 84 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1655376 1655293 1 84 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1815200 1815117 1 84 gi 
osomal RNA, partial sequence 


Thermoanaerobacterale 


1304017 13055 
Thermoa 


Ss; 


228721465 
sequence 
eria; 


219878140 
sequence 


228721494 
equence 

S; 
228719040 
ence 13648 
les; 
228718799 


1366379 13679 


224581439 
sequence 
ria; 


224581402 


1472412 1473865 Burkh 


rkholderia 


219857425 
sequence 
a; Burkhol 


219878156 
al sequenc 
teria; Aer 
219857383 
15720 
les; Brady 
219878446 


16S ribosomal RNA, partial sequence 1645204 16466 


omonadacea 
219878439 


1652728 16542 
thomonad 


an 
219878438 


1654275 16557 
thomonad 


an 
219878326 


Xant 


Thermoana 


Thermot 


Brady 


Xanth 


naerobacterales 
ref|NR_027606.1 
1311542 131304 
homonadales; Xan 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027576.1 
26 Chlamydophila 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


ref 
olde 
ceae 


NR_024882.1 
ria ambifari 
Burkholder 


’ 


ref|NR_025013.1 
1532915 153432 
deriales; Burkho 


ref|NR_025295.1 
e 1570477 157198 
omonadales; Aero 
ref|NR_024971.1 
32 1573475 Rhodop 
rhizobiaceae; Rh 
ref|NR_025585.1 


Aeromonas. 
NR_025578.1 


e; 
ref 


acea 
ref 


e; Thermomon 
NR_025577.1 


aceae; Thermomon 


55 Caldicellulosiruptor owensensis OL 


Family III. Incertae 
Xanthomonas arboricola 

3 Xanthomonas arboricola 

thomonadaceae; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Thermosipho 
7 Thermosipho 
ipho. 
Nitrobacter 
acter hamburgensis X14 
trobacter. 
Chlamydophila pecorum 
pecorum E58 Bacteria; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 
Rhodopseudomonas 
seudomonas faecalis 
odopseudomonas. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 


ref|NR_025465.1 


Fulvimonas soli strain 


1814099 1815595 Fulvimonas soli Bacteria; 


Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Fulvimonas. 


478036 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


478036 Bacteria_16S 


haemolytica strai 
haemolytica Bacte 
Thermomonas. 


478036 Bacteria_16S 


stellipolaris str 
stellipolaris Bac 
Alteromonas. 


478036 Bacteria_16S 


strain LMG 21857 


Proteobacteria; G 


478036 Bacteria_16S 


strain DSM 12654 
Firmicutes; Bacil 


478036 Bacteria_16S 


strain LMG 317541 
Proteobacteria; G 


478036 Bacteria_16S 


broegbernensis st 
broegbernensis Ba 


Pseudoxanthomonas. 
478036 Bacteria_16S 


nitritireducens s 
nitritireducens B 
Stenotrophomonas. 


478036 Bacteria_16S 


strain B1953/27.1 
Proteobacteria; G 


478036 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Thermomonas. 


478036 Bacteria_16S 


strain SW-47 16S 


Proteobacteria; G 


478036 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 


478036 Bacteria_16S 


thiodismutans str 
thiodismutans Bac 
Desulfonatronum. 


478036 Bacteria_16S 


34632 16S ribosom 


teria; 


1839636 1839553 1 84 gi|2 
bacillales; Lactobacillaceae; Lactobac 
1850400 1850317 1 84 gi 
n A50-7-3 16S ribosomal RNA, partial s 


ria; Proteobacteria; Gammaproteobacter 


1860840 1860757 1 84 gi 
ain LMG 21861 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 
1870001 1869918 1 


84 gi 


1912434 19123511 84 gi 
lales; Planococcaceae; Ureibacillus. 

2026881 2026798 1 84 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Aeromonadales; Aer 
2042031 2041948 1 84 gi 
rain B1616/1 16S ribosomal RNA, partia 
cteria; Proteobacteria; Gammaproteobac 


1 
te 


2043590 2043507 1 84 gi 
train L2 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Gammaproteoba 


qu 
ct 


2045165 2045082 1 84 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Xanthomonadales; X 
2094160 2094077 1 84 gi 
rain SGM-6 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


an 


se 
te. 


2101765 2101682 1 84 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
2185051 2184968 1 84 gi 
n CB-226 16S ribosomal RNA, partial se 
ria; Proteobacteria; Gammaproteobacter 


gi 


qu 
ia 
2236610 2236527 1 84 gi 
ain MLF1 16S ribosomal RNA, partial se 
Proteobacteria; Deltaproteobact 


qu 
er 


2301975 2301892 1 
al RNA, partial sequence 


84 gi 


al 
er 


omonada 
219878167 
nce 
Xan 


19878309 


6S ribosomal RNA, partial sequence 1838512 18400 
il 
219878302 
eq 
ia 


lus. 


uence 


’ 


219878294 
sequenc 
ia; Alte 


219878288 
16S ribosomal RNA, partial sequence 1868909 18703 
ammaproteobacteria; Alteromonadales; Alteromonad 
219878255 
16S ribosomal RNA, partial sequence 1911333 19128 


219878178 
257 
cea 


20 


seque 
ria; 


219878166 


ence 
eria; 


219878165 
440 
nad 
219878126 


20 
thomo 
quence 
ria; 


219878121 
2100672 21021 
eromonad 
219857609 


ence 


, 


219857575 


ence 
ia; 


219857529 
2300928 2302353 Afipi 


Xantho: 


Xa 


Xan 


Xantho: 


Desu 


ref |NR_025448.1 
21 Lactobacillus 


ref|NR_025441.1 
1849299 185079 
monadales; Xanth 


ref|NR_025433.1 
e 1859752 186123 
romonadales; Alt 
ref|NR_025427.1 


acea 
ref 


e; Glaciecol 
NR_025394.1 


ref |NR_025317.1 
59 2027165 Aeromo 
e; Aeromonas. 
ref|NR_025306.1 
2040918 204243 
thomonadales; Xa 


ref|NR_025305.1 
2042490 204400 
nthomonadales; X 


ref |NR_025304.1 
53 2045572 Luteim 
aceae; Luteimona 
ref|NR_025265.1 

2093069 209454 
thomonadales; Xa 
ref |NR_025260.1 
acea 
ref 


e; Alteromon 
NR_025198.1 
183928 218546 
monadales; Xanth 


ND 


ref|NR_025163.1 
2235498 223697 
lfovibrionales; 


ref 
a bi 


NR_025117.1 
rgiae Bacter 


Lactobacillus hamsteri 
hamsteri Bacteria; 


Thermomonas 
8 Thermomonas 
omonadaceae; 


Alteromonas 
3 Alteromonas 


eromonadaceae; 


Glaciecola polaris 


93 Glaciecola polaris Bacteria; 


a. 
Ureibacillus terrenus 


21 Ureibacillus terrenus Bacteria; 


Aeromonas popoffii 
nas popoffii Bacteria; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 
anthomonadaceae; 


Luteimonas mephitis 
onas mephitis Bacteria; 
s. 

Thermomonas 

6 Thermomonas 
nthomonadaceae; 


Alteromonas marina 


60 Alteromonas marina Bacteria; 


as. 
Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Afipia birgiae strain 
ia; Proteobacteria; 


Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

478036 Bacteria_16S 2318706 2318623 1 84 gi|219857517|ref|NR_025105.1| Pseudoxanthomonas 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequence 2317582 2319121 Pseudoxanthomonas mexicana 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas. 
478036 Bacteria_16S 2320298 2320215 1 84 gi|219857516|ref|NR_025104.1| Stenotrophomonas 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial sequence 2319172 2320713 Stenotrophomonas 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Stenotrophomonas. 

478036 Bacteria_16S 2456881 2456798 1 84 gi|219857413|ref|NR_025001.1| Aeromonas salmonicida 
subsp. pectinolytica strain 34mel 16S ribosomal RNA, partial sequence 2455783 2457213 Aeromonas 
salmonicida subsp. pectinolytica Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 
Aeromonadaceae; Aeromonas. 

478036 Bacteria_16S 2568377 2568294 1 84 gi|219857289|ref|NR_024920.1| Nitrobacter alkalicus 


strain AN1 16S ri 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 
478036 Bacteria_16S 2625367 2625284 1 84 gi| 219857248 |ref|NR_024878.1 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 262575 


lindaniclasticus 
Rhodanobacter. 


478036 Bacteria_16S 


strain Pd55 16S r 
Proteobacteria; E 


bosomal RNA, partial sequence 


Bacteria; 


ibosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 


Proteobacteria; Gammaproteobac 


2676789 2676706 1 84 gi 


ti 


478036 Bacteria 1 


2567339 25687 


teria; X 


219857205 
2675717 26771 


liaceae; 


6S 2706800 2706717 1 84 gi 


219857184 


oxidotolerans strain T-2-2 16S ribosomal RNA, partial sequence 


oxidotolerans Bacteria; Firmicutes; Bacillales; Bacillales Family XII. 


anthomonadales; 


ref|NR_024833.1 


Lebetimonas. 


17 Nitrobacter alkalicus Bacteria; 


Rhodanobacter 
6 Rhodanobacter 


Xanthomonadaceae; 


Lebetimonas acidiphila 


47 Lebetimonas acidiphila Bacteria; 


ref|NR_024812.1 
2705678 270719 


Exiguobacterium 
1 Exiguobacterium 


Incertae Sedis; Exiguobacterium. 


478036 Bacteria_16S 
strain EJ2M-B 16S 


478036 Bacteria_16S 


subterraneus strain HGP1l 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; 


478036 Bacteria_16S 
fermentans strain 
Bacteria; Firmicutes; 
478036 Bacteria_16S 


hibiscicola strain ATCC 19867 16S ribosomal RNA, partial 


hibiscicola Bacteria; 
Pseudomonas. 
478036 Bacteria_16S 
strain ATCC 19374 
Bacteria; 
478036 Bacteria_16S 
strain ATCC 33616 
Bacteria; 
478036 Bacteria_16S 


carboxydohydrogena strain DSM 1083 16S ribosomal RNA, partial seq 
carboxydohydrogena Bacteria; Proteobacteria; Alphaproteobacteria; 


478036 Bacteria_16S 
pneumoniae strain 


478036 Bacteria_16S 


hydrogenophilus strain Z-829 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; Aquificae; Aquificales; Aquificaceae; H 


478036 Bacteria_16S 
tapeticola strain 


478036 Bacteria_16S 


strain GraMall 16S ribosomal RNA, 
Proteobacteria; Deltaproteobacteria; 


478036 Bacteria_16S 

thiophila strain NZ27 
Bacteria; 
478036 Bacteria_16S 


strain LMG 471 16S ribos 
Proteobacteria; Gammaproteobacteria; 


478036 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


478036 Bacteria_16S 


strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 


478036 Bacteria_16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


478036 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
478036 Bacteria_16S 


strain LMG 690 16S ribos 
Proteobacteria; Gammaproteobacteria; 


478036 Bacteria_16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


478036 Bacteria_16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


478036 Bacteria_16S 


strain LMG 8670 16S ribo 
Proteobacteria; Gammaproteobacteria; 


478036 Bacteria_16S 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


478036 Bacteria_16S 


acanthamoebae strain Bn9 16S ribosomal RNA, 


Proteobacteria; 


2781782 2781699 1 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichacea 


2823942 2823859 1 


2842178 2842095 1 


R-9 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


Clostridia; 
2851426 2851343 1 


Proteobacteria; 


2852995 2852912 1 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


2857674 2857591 1 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; X 


2860713 2860630 1 


2982645 2982562 1 


TW-183 16S ribosomal RNA, partial sequence 
pneumoniae Bacteria; Chlamydiae; Chlamydiales; Chlamydiaceae; 


2996336 2996253 1 


3008550 3008467 1 


ccc Baja-95 Cl.2 16S ribosomal RNA, partial seq 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulin 


3052530 3052447 1 


3161097 3161014 1 


16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


3182239 3182156 1 


3183791 3183708 1 


3185343 3185260 1 


3186895 3186812 1 


3188447 3188364 1 
Proteobacteria; 


3189999 3189916 1 


3191551 3191468 1 


3193103 3193020 1 


3194653 3194570 1 


3196205 3196122 1 


3233828 32337451 


Gammaproteobacteria; 


complete sequence 3051418 30529 
Desulfuromonadales; 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


somal RNA, partial sequence 3182688 31841 
Xanthomonadales; Xanthomonad 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
omal RNA, partial sequence 


Xanthomonadales; Xanthomonad 


omal RNA, partial sequence 
Xanthomonadales; Xanthomonad 


omal RNA, partial sequence 


somal RNA, partial sequence 3193552 31950 


84 gi| 219857129 
2780730 27821 
84 gi| 219856908 
Hydr 
219856896 
28410 
Halanaerobiace 
219856890 
sequence 
Pseudo: 


84 gi 


84 gi 


219856889 
28518 


84 gi 


219856886 
28565 


84 gi 


84 gi| 219856884 


84 gi|219846935 
Chl 


84 gi|219846926 


84 gi|219846918 


84 gi| 219846887 
Pelobact 
219846815 
31599 
Desulfuromonadales 
84 gi| 219846800 
3181138 31826 


84 gi 


84 gi| 219846799 


84 gi|219846798 
3184240 31857 


84 gi|219846797 
3185792 31872 


219846796 


84 gi 


84 gi| 219846795 
3188896 31903 


84 gi|219846794 
3190448 31919 


84 gi| 219846793 
3192000 31935 


84 gi| 219846792 


Xanthomonadales; Xanthomonadaceae; 


84 gi| 219846791 
3195102 31966 


84 gi| 219846765 


Xanthomonadales; 


ref|NR_024757.1| Thiothrix flexilis 

46 Thiothrix flexilis Bacteria; 

e; Thiothrix. 

ref|NR_024729.1|] Hydrogenobacter 
2822817 2824313 Hydrogenobacter 

ogenobacter. 

ref|NR_024715.1| Halanaerobium 

63 2842500 Halanaerobium fermentans 

ae; Halanaerobium. 

ref|NR_024709.1| Pseudomonas 
2850317 2851835 Pseudomonas 

monadales; Pseudomonadaceae; 


ref|NR_024708.1| Pseudomonas geniculata 
86 2853382 Pseudomonas geniculata 
anthomonadaceae. 
ref|NR_024705.1| Pseudomonas cissicola 
57 2858059 Pseudomonas cissicola 
anthomonadaceae; Xanthomonas. 
ref|NR_024703.1] Pseudomonas 

uence 2859671 2861120 Pseudomonas 
Rhizobiales; Bradyrhizobiaceae. 


ref|NR_026527.1| Chlamydophila 
2981577 2983055 Chlamydophila 

amydophila. 

ref|NR_026518.1] Hydrogenobacter 
2995219 2996732 Hydrogenobacter 

ydrogenobacter. 

ref|NR_026510.1| Halospirulina 

uence 3007504 3008891 Halospirulina 

a. 

ref|NR_026479.1| Malonomonas rubra 

42 Malonomonas rubra Bacteria; 

eraceae; Malonomonas. 

ref|NR_026407.1] Desulfuromonas 


80 3161460 Desulfuromonas thiophila 
; Desulfuromonadaceae; Desulfuromonas. 
ref|NR_026392.1| Xanthomonas sacchari 
37 Xanthomonas sacchari Bacteria; 
aceae; Xanthomonas. 
ref|NR_026391.1| Xanthomonas codiaei 
89 Xanthomonas codiaei Bacteria; 
aceae; Xanthomonas. 
ref|NR_026390.1| Xanthomonas bromi 
41 Xanthomonas bromi Bacteria; 
aceae; Xanthomonas. 
ref|NR_026389.1|] Xanthomonas cassavae 
93 Xanthomonas cassavae Bacteria; 
aceae; Xanthomonas. 
ref|NR_026388.1] Xanthomonas 

3187344 3188845 Xanthomonas 
Xanthomonadaceae; 


ref|NR_026387.1| Xanthomonas cucurbitae 
97 Xanthomonas cucurbitae Bacteria; 
aceae; Xanthomonas. 

ref|NR_026386.1]| Xanthomonas hortorum 
49 Xanthomonas hortorum Bacteria; 

aceae; Xanthomonas. 
ref|NR_026385.1] Xanthomonas 
01 Xanthomonas pisi Bacteria; 


pisi 


Xanthomonadales; Xanthomonadaceae; Xanthomonas. 


ref|NR_026384.1| Xanthomonas melonis 
51 Xanthomonas melonis Bacteria; 
Xanthomonas. 

ref |NR_026383.1| Xanthomonas vasicola 
03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


complete sequence 


ref |NR_026357.1| Parachlamydia 
3232707 3234247 Parachlamydia 


acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 


478036 Bacteria_16S 3289745 3289662 1 84 gi|219846728|ref|NR_026320.1| Xanthomonas populi 
strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 3290116 Xanthomonas populi Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

478036 Bacteria_16S 3291270 3291187 1 84 gi|219846727|ref|NR_026319.1| Xanthomonas oryzae 
strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 3291668 Xanthomonas oryzae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

478036 Bacteria_16S 3292822 3292739 1 84 gi|219846726|ref|NR_026318.1| Xanthomonas fragariae 
strain LMG 708 16S ribosomal RNA, partial sequence 3291719 3293220 Xanthomonas fragariae Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

478036 Bacteria_16S 3294374 3294291 1 84 gi|219846725|ref|NR_026317.1| Xanthomonas axonopodis 
strain LMG 538 16S ribosomal RNA, partial sequence 3293271 3294772 Xanthomonas axonopodis Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas. 

478036 Bacteria_16S 3295924 3295841 1 84 gi|219846724|ref|NR_026316.1| Xanthomonas 
albilineans strain LMG 494 16S ribosomal RNA, partial sequence 3294823 3296322 Xanthomonas 
albilineans Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Xanthomonas. 

478036 Bacteria_16S 3375091 3375008 1 84 gi|219846667|ref|NR_026259.1| Orenia marismortui 
strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

478036 Bacteria_16S 3489763 3489680 1 84 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

478036 Bacteria_16S 3521499 3521416 1 84 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

478036 Bacteria_16S 3613053 3612970 1 84 gi|219846497|ref|NR_026089.1| Aeromonas bestiarum 
strain : CIP 7430 16S ribosomal RNA, partial sequence 3611933 3613434 Aeromonas bestiarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

478036 Bacteria_16S 3632606 3632523 1 84 gi|219846484|ref|NR_026076.1| Geobacter bremensis 
strain Dfrl 16S ribosomal RNA, partial sequence 3631486 3632960 Geobacter bremensis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 

478036 Bacteria_16S 3693512 3693429 1 84 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 
478036 Bacteria_16S 3774052 3773969 1 84 gi|219846382|ref|NR_025973.1| Desulfuromonas 
palmitatis strain SDBY1 16S ribosomal RNA, partial sequence 3772941 3774411 Desulfuromonas palmitatis 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromonas. 
478036 Bacteria_16S 3813447 3813364 1 84 gi|219846354|ref|NR_025945.1| Aeromonas 
allosaccharophila strain CECT 4199 16S ribosomal RNA, partial sequence 3812327 3813828 Aeromonas 
allosaccharophila Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; 
Aeromonas. 

478036 Bacteria_16S 3895865 3895782 1 84 gi|219846298|ref|NR_025888.1| Chlamydia trachomatis 
strain HAR-13 16S ribosomal RNA, complete sequence 3894733 3896280 Chlamydia trachomatis Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydia. 

478036 Bacteria_16S 4000176 4000093 1 84 gi|219846225|ref|NR_025815.1| Silanimonas lenta 
strain 25-4 16S ribosomal RNA, partial sequence 3999120 4000501 Silanimonas lenta Bacteria; 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimonas. 

478036 Bacteria_16S 4009176 4009093 1 84 gi|219846217|ref|NR_025807.1| Aeromonas molluscorum 
strain 848 16S ribosomal RNA, partial sequence 4008054 4009559 Aeromonas molluscorum Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

478036 Bacteria_16S 4045583 4045500 1 84 gi|219846190|ref|NR_025780.1| Alteromonas litorea 
strain TF-22T 16S ribosomal RNA, partial sequence 4044490 4045945 Alteromonas litorea Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Alteromonas. 

478036 Bacteria_16S 4128700 4128617 1 84 gi|219846131|ref|NR_025721.1| Aestuariibacter 
halophilus strain JC2043 16S ribosomal RNA, partial sequence 4127615 4129048 Aestuariibacter 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

478036 Bacteria_16S 4130189 4130106 1 84 gi|219846130|ref|NR_025720.1| Aestuariibacter 
salexigens strain JC2042 16S ribosomal RNA, partial sequence 4129099 4130537 Aestuariibacter 
salexigens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Aestuariibacter. 

478036 Bacteria_16S 4223450 4223367 1 84 gi|219846056|ref|NR_025646.1| Afipia massiliensis 
strain 34633 16S ribosomal RNA, partial sequence 4222451 4223825 Afipia massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

478036 Bacteria_16S 133063 132993 12 82 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

478036 Bacteria_16S 571017 570947 12 82 gi|265678672|ref|NR_028977.1| Pedobacter africanus 


strain K 1/K2 16S 
Bacteroidetes; Sp 


ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 


569932 571421 Pedobacter africanus Bacteria; 
Sphingobacteriaceae; Pedobacter. 


478036 Bacteria_16S 


strain S-606 16S 
Proteobacteria; 


strain Iso-46 16S 
Proteobacteria; G 


478036 Bacteria_16S 


nivimaris strain 
Bacteria; Proteob 


478036 Bacteria_16S 


geysericola strai 
geysericola Bacte 


478036 Bacteria_16S 


japonensis strain 
Bacteria; Bactero 


478036 Bacteria_16S 


maritimus strain 
Bacteria; Proteob 


478036 Bacteria_16S 


pacificensis stra 
pacificensis Bact 
Psychrobacter. 


478036 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


478036 Bacteria_16S 


faecium strain DS 
faecium Bacteria; 
Sphingobacterium. 


478036 Bacteria_16S 


strain AJ2502 16S 
Bacteroidetes; Sp 


478036 Bacteria_16S 


strain DSM 12145 
Bacteroidetes; Sp 


478036 Bacteria_16S 


strain A37 16S ri 
Bacteroidetes; Sp 


478036 Bacteria_16S 


strain NF11 16S r 
Proteobacteria; G 


478036 Bacteria_16S 


strain NF23 16S r 
Proteobacteria; G 


478036 Bacteria_16S 


marincola strain 
marincola Bacteri 


478036 Bacteria_16S 


submarinus strain 
submarinus Bacter 


478036 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; G 


478036 Bacteria_16S 
n ALA-3 16S ribosomal RNA, partial seq 


aminophilus strai 
aminophilus Bacte 
Desulfovibrio. 


478036 Bacteria_16S 


okhotskensis stra 
okhotskensis Bact 
Psychrobacter. 


478036 Bacteria_16S 


agariperforans st 
agariperforans Ba 
Reichenbachiella. 


478036 Bacteria_16S 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


G 
478036 Bacteria_16S 


eria; 


cteria; 


575500 575418 2 84 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
587475 587393 2 84 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
613245 613163 2 84 gi 
88/2-7 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
978203 978129 10 84 gi 
n GC-42 16S ribosomal RNA, partial seq 
ria; Chloroflexi; Herpetosiphonales; H 
1062248 1062178 12 82 gi 
758 16S ribosomal RNA, partial sequen 
idetes; Sphingobacteria; Sphingobacter 
1423323 1423241 2 84 gi 
Pi2-20 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1470580 1470498 2 84 gi 
in NIBH P2K6 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


1624966 1624896 12 82 
ribosomal RNA, partial sequence 
hingobacteria; 


gi 


Sphingobacteriales; Cyc 
1714919 1714849 12 82 gi 
M 11690 16S ribosomal RNA, partial seq 
Bacteroidetes; Sphingobacteria; Sphin 


1716453 1716383 12 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
1718007 1717937 12 82 

16S ribo 
hingobac 


82 gi 
Sph 
gi 


teria; Sphingobacteriales; 
1719529 1719459 12 82 

bosomal RNA, partial sequence 

hingobacteria; Sphingobacteriales; 
1722605 1722523 2 84 

ibosomal RNA, partial sequence 

ammaproteobacteria; Pseudomonadales; M 
1724146 1724064 2 84 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1825992 1825910 2 84 gi 
KMM 277 16S ribosomal RNA, partial seq 
a; Proteobacteria; Gammaproteobacteria 
1827470 1827388 2 84 gi 
KMM 225 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
2176005 2175923 2 84 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
2574531 2574461 14 84 gi 


Sph 
gi 


Sph 
gi 


ria; Proteobacteria; Deltaproteobacter 
2715662 2715580 2 84 gi 
in MD17 16S ribosomal RNA, partial seq 


Proteobacteria; Gammaproteobacte 


2759161 2759091 12 82 gi 
rain KMM 3525 16S ribosomal RNA, parti 
Bacteroidetes; 
3242975 3242905 14 


84 gi 


478036 Bacteria_16S 
strain Wai33 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


574450 57581 
oraxellace 


586359 58785 
oraxellace 


1623889 16253 
bacteria 


1715372 17168 


somal RNA, partial sequence 1716916 17183 


1718445 17199 


1721510 17230 


or 


1723051 17245 
or 


ue 
qu 
a; 


2174910 21764 
or 


ue 
ia 


ue 
ri 


al 
Sphingobacteria; 


qu 


265678669 
265678661 


265678643 
ence 61213 
nadales; 
265678392 
uence 


265678336 
ce 10611 
iales; 
224581443 
ence 14222 
nadales; 
224581406 
1 sequence 
ria; 


219878460 


lo 
219878398 

uence 

gobacteria 


219878397 


ingobacter 
219878396 


ingobacter 
219878395 


ingobacter 
219878393 


axellace 
219878392 


axellace 
219878319 
nce 
; Pseudomo 
219878318 
ence 
Pseudom 
219857616 


axellace 
219857285 
nce 
Desulf 


v 


219857178 
nce 
a; Pseud 
219857147 
sequenc 
; Sphingob 
219846759 
ence 

Desulfov 


, 


3877241 3877159 2 84 gi 


Deinococci; Thermales; Thermaceae; 


M 


erpetosiph 


Chi 


M 


Pseud 


ref|NR_028974.1 
2 Psychrobacter 
ae; Psychrobacte 
ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobacte 
ref|NR_028948.1 
0 613627 Psychr 
oraxellaceae; Ps 
ref|NR_028694.1 

977181 978580 
onaceae; Herpeto 
ref |NR_028638.1 
67 1062648 Chitin 
tinophagaceae; C 
ref|NR_027225.1 
15 1423690 Psychr 
oraxellaceae; Ps 
ref|NR_027187.1 

1469465 147099 
omonadales; Mora: 


ref|NR_025599.1 


ceae; Belliella. 
ref |NR_025537.1 
1713828 171532 
les; Sphingobact 
ref|NR_025536.1 
iace 
ref 


ae; Pedobact 
NR_025535.1 


iace 
ref 


ae; Pedobact 
NR_025534.1 


iaceae; Pedobact 
ref|NR_025532.1 
00 Psychrobacter 
ae; Psychrobacte 
ref|NR_025531.1 
41 Psychrobacter 
ae; Psychrobacte 
ref|NR_025458.1 

1824887 182631 
nadales; Moraxel 
ref|NR_025457.1 

1826365 182779 
onadales; Moraxe 
ref|NR_025205.1 
03 Psychrobacter 
ae; Psychrobacte 
ref|NR_024916.1 

2573428 257495 
ovibrionales; De 


ref|NR_024806.1 
2714566 271605 
omonadales; Mora 


ref|NR_024775.1 
e 2758107 275950 
acteriales; Fla 


ref |NR_026351.1 
3241884 324339 
ibrionales; Desu 


219846311 


Thermus. 


Psychrobacter pulmonis 
pulmonis Bacteria; 
Ts 

Psychrobacter faecalis 
faecalis Bacteria; 
ir, 

Psychrobacter 
obacter nivimaris 
ychrobacter. 

Herpetosiphon 

Herpetosiphon 
siphon. 

Chitinophaga 
ophaga japonensis 
hitinophaga. 
Psychrobacter 
obacter maritimus 
ychrobacter. 

Psychrobacter 
0 Psychrobacter 
xellaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Sphingobacterium 
1 Sphingobacterium 
eriaceae; 


Pedobacter piscium 


65 Pedobacter piscium Bacteria; 


er. 
Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 

Psychrobacter luti 
luti Bacteria; 

ri, 

Psychrobacter fozii 
fozii Bacteria; 

rs 

Psychrobacter 

4 Psychrobacter 

laceae; Psychrobacter. 
Psychrobacter 

2 Psychrobacter 
llaceae; Psychrobacter. 
Psychrobacter jeotgali 
jeotgali Bacteria; 

Te 

Desulfovibrio 

7 Desulfovibrio 
sulfovibrionaceae; 


Psychrobacter 
7 Psychrobacter 


xellaceae; 


Reichenbachiella 
5 Reichenbachiella 


mmeovirgaceae; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


ref |NR_025901.1 


Thermus filiformis 


3876152 3877626 Thermus filiformis Bacteria; 


478036 Bacteria_16S 4007603 4007533 12 


strain SW-2 16S ribosomal RNA, partial sequence 


Bacteroidetes; Sphingobacteria; 
478036 Bacteria_16S 4022818 4022736 2 


alimentarius strain JG-100 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


alimentarius Bacteria; 
Psychrobacter. 
478036 Bacteria_16S 
strain SEBR 2582 


Proteobacteria; 


4066668 4066598 14 


478036 Bacteria_16S 4096905 4096835 12 


ornithinivorans strain JC2052 16S ribosomal RNA, partial sequence 
Sphingobacteria 


ornithinivorans Bacteria; 
Algoriphagus. 
478036 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
478036 Bacteria_16S 


4098391 4098321 12 


Bacteroidetes; 
4099847 4099777 12 


mannitolivorans strain JC2050 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


mannitolivorans Bacteria; 
Algoriphagus. 
478036 Bacteria_16S 


22223 22146 7 


Bacteroidetes; 


82 


84 


84 


82 


82 


82 


strain 12B4 16S ribosomal RNA, partial sequence 


Firmicutes; 
478036 Bacteria_16S 


Clostridia; 


93168 93095 11 


ferrireducens strain PAL-1 16S ribosomal RNA, 
Deferribacteres; 


ferrireducens Bacteria; 
478036 Bacteria_16S 324993 324912 1 


strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 


Bacteroidetes; Bacteroidia; 
478036 Bacteria_16S 
ferralitis strain 


410023 409946 7 


Bacteroidales; 


Sphingobacteria; Sphingo 

84 gi| 265679049 

21157 22626 

Propionis 

84 gi| 265679001 
complete sequence 

Deferribacterales; Defer 

82 gi| 265678844 

32386 

Prevotellaceae; Prevot 


84 


gi 


4006528 40080 
Sphingobacteriales; Cyclobacteriaceae; 


gi 


gi 


16S ribosomal RNA, partial sequence 4065569 40669 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


gi 


gi 


JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


gi 


Clostridiales; Veillonellaceae; 


gi 


SFOp68 16S ribosomal RNA, partial sequence 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
478036 Bacteria_16S 544994 544917 7 


84 


IMMIB R-145 16S ribosomal RNA, partial sequence 


478036 Bacteria_16S 774691 774614 7 


strain YIM90005 16S ribosomal RNA, partial sequence 773630 77513 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


478036 Bacteria_16S 777817 777740 7 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Gordoniaceae; Gordonia. 
478036 Bacteria_16S 790063 789986 7 


84 


84 


84 


strain J72 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


478036 Bacteria_16S 918126 918049 7 


84 


strain IEGM 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


478036 Bacteria_16S 919691 919614 7 


84 


strain 213E 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


478036 Bacteria_16S 927486 927403 1 


psychrophila strain LSv54 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


psychrophila Bacteria; 
Desulfotalea. 
478036 Bacteria_16S 


Proteobacteria; 


964477 964400 7 


84 


84 


strain Y9 16S ribosomal RNA, partial sequence 


478036 Bacteria_16S 1039405 1039328 7 


strain IFM 10035 16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


478036 Bacteria_16S 1040914 1040837 7 


strain IFM 0784 16S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


478036 Bacteria_16S 1042452 1042375 7 


strain IFM 0575 16S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


478036 Bacteria_16S 1044012 1043935 7 


84 


84 


84 


84 


gi 


543951 54542 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


gi 


gi 


789013 79048 
Corynebacterin 


gi 


917039 91855 
Corynebacterin 


gi 


918602 92011 
Corynebacterin 


gi 


gi 


963457 96488 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


gi 


gi 


gi 


gi 


Sphingobacte 


219846218 


219846208 


219846175 


219846153 


265678782 
Actinomyce 


265678689 


265678530 


265678528 
sequence 
Actin 
265678519 
265678433 


265678432 


265678427 
Desul 


265678402 


265678352 


265678351 


265678350 


Pseudomonadales; 


Desulfovibrionaceae; 


; Sphingobacteriales; 


ref|NR_025808.1 


ref|NR_025798.1 
4021723 402321 


ref|NR_025765.1 
84 Desulfovibrio 
Des 
ref|NR_025745.1 

4095844 409726 
Cyc 


ref|NR_025744.1 
4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 
4098796 410017 
bacteriales; Cyc 


ref |NR_029357.1 
Propionispira 
pira. 
ref|NR_029309.1 
92051 93594 


ref|NR_029149.1 


Nocardiacea 
NR_028834.1 


eae; 
ref 


eae; Pseudonocar 
ref|NR_028832.1 

776745 778221 
omycetales; Cory 
ref|NR_028823.1 


Gordoniacea 
NR_028735.1 


eae; 
ref 


Gordoniacea 
NR_028734.1 


eae; 
ref 


eae; Gordoniacea 
ref |NR_028729.1 

926361 927852 
fobacterales; De 
ref |NR_028704.1 
Nocardiacea 
NR_028654.1 


eae; 
ref 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


eae; Nocardiacea 


265678349 


Algoriphagus marincola 


03 Algoriphagus marincola Bacteria; 
Algoriphagus. 


Psychrobacter 
6 Psychrobacter 


Moraxellaceae; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Algoriphagus 
8 Algoriphagus 
lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Propionispira arboris 
arboris Bacteria; 


Geovibrio 
Geovibrio 


ribacteraceae; Geovibrio. 


Prevotella disiens 


9 325347 Prevotella disiens Bacteria; 
ella. 
ref|NR_029087.1| Streptomyces 

408966 410455 Streptomyces 
tales; Streptomycineae; 
ref|NR_028994.1| Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Prauserella alba 


2 Prauserella alba Bacteria; 


diaceae; Prauserella. 
Gordonia 

Gordonia 
nebacterineae; 


Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 


e; Gordonia. 
Gordonia amicalis 


1 Gordonia amicalis Bacteria; 


e; Gordonia. 
Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 


e; Gordonia. 
Desulfotalea 
Desulfotalea 
sulfobulbaceae; 


Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


31 Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 


ref |NR_028651.1 


Nocardia higoensis 


strain IFM 10084 16S ribosomal RNA, partial sequence 1042934 1044430 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


478036 Bacteria_ 


strain IFM 0245 1 


478036 Bacteria_ 


aerofaciens strai 
aerofaciens Bacte 
Coriobacteriaceae 


478036 Bacteria_ 


DSM 15641 16S rib 


16S 1053144 1053067 7 84 


gi 


16S 1110326 1110246 13 93 gi 


ria; Actinobacteria; Coriobacteridae; 
; Collinsella. 

16S 1208788 1208715 11 
osomal RNA, partial sequence 


84 gi 


n JCM 10188 16S ribosomal RNA, partial 


265678342 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


265678302 
sequence 


228715352 


1207714 12091 


nebacterin 


Coriobacte 


ref|NR_028644.1| Nocardia asiatica 

15 Nocardia asiatica Bacteria; 

eae; Nocardiaceae; Nocardia. 

ref|NR_028604.1| Collinsella 
1109258 1110720 Collinsella 

riales; Coriobacterineae; 


ref|NR_027524.1| Cryptobacterium curtum 
42 Cryptobacterium curtum DSM 15641 


Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Cryptobacterium. 

478036 Bacteria_16S 1303553 1303472 3 84 gi| 219846514 |ref|NR_026106.1| Eubacterium 
cellulosolvens 6 16S ribosomal RNA, partial sequence 1302478 1303966 Eubacterium cellulosolvens 6 
Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

478036 Bacteria_16S 1351064 1350987 7 84 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 
DSM 43247 16S ribosomal RNA, partial sequence 1349993 1351464 Gordonia bronchialis DSM 43247 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 
478036 Bacteria_16S 1474981 1474904 7 84 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

478036 Bacteria_16S 1705825 1705752 11 84 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 

478036 Bacteria_16S 1759205 1759128 7 84 gi|219878366|ref|NR_025505.1| Gordonia sihwensis 
strain SPR2 16S ribosomal RNA, partial sequence 1758120 1759618 Gordonia sihwensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

478036 Bacteria_16S 1810582 1810505 7 84 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
strain Kb2 16S ribosomal RNA, partial sequence 1809512 1810989 Gordonia westfalica Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


478036 Bacteria_ 


myxococcoides str 
myxococcoides Bac 


Sporocytophaga. 
478036 Bacteria_ 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


478036 Bacteria_ 


strain Cm al3 16S 
D 


Proteobacteria; 
478036 Bacteria_ 


apiculatus strain 
apiculatus Bacter 


Chondromyces. 
478036 Bacteria_ 


strain M384 16S r 
Ba 


Bacteroidetes; 
478036 Bacteria_ 


burkinensis strai 
burkinensis Bacte 
478036 Bacteria_16S 


strain DSM 5192 1 
Firmicutes; 


strain YIM 90001 


Nocardiaceae; 


Clost 
478036 Bacteria_16S 


ibosomal RNA, partial sequence 
cteroidia; Bacteroidales; 
16S 2049859 2049782 7 84 gi 
n DSM 6283 16S ribosomal RNA, partial 
ria; Firmicutes; Clostridia; 


2051420 2051343 7 84 


gi 
ridia; Clostridiales; Veillonellaceae; 
2150255 2150178 7 84 gi 


2174436 2174359 7 84 


gi 


dococcus. 


2233512 22334357 84 


gi 


strain NAM-BN063A 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
478036 Bacteria_16S 


strain LRC 5382 1 
Firmicutes; 


strain ATCC 49929 


Bacteria; Actinob 


Propioniferax. 


478036 Bacteria_16S 


Clost 
478036 Bacteria_16S 


2290090 2290009 3 84 


gi 
ridia; Clostridiales; Lachnospiraceae; 
2358033 2357956 7 84 gi 
16S ribosomal RNA, partial sequence 


2422095 2422018 7 84 


gi 


Clostridi 


ain 10bc312 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 


acteria; Actinobacteridae; Actinomycet 


2045623 20471 
Prevotellace 


ae; Prevot 
219878159 
sequence 

ales; Veil 
219878158 


6S ribosomal RNA, partial sequence 2050314 20518 


Anaerosin 
219857635 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
478036 Bacteria_16S 
aetherivorans str 
aetherivorans Bac 
Rho 
478036 Bacteria_16S 


donocardin 

219857619 
sequence 

e; 


219857577 
22324 
nebacterin 
219857539 


6S ribosomal RNA, partial sequence 2288984 22904 


Lachnobac 
219857489 
23569 

Prop 


ales; 


Actinomycet 


Corynebacterineae; Gordoniaceae; Gordonia. 

16S 1818279 1818198 1 82 gi|219878324|ref|NR_025463.1| Sporocytophaga 

ain DSM 11118 16S ribosomal RNA, partial sequence 1817180 1818667 Sporocytophaga 
teria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
16S 1950686 1950613 10 83 gi|219878228|ref|NR_025367.1| Pseudonocardia 

in LM 141 16S ribosomal RNA, partial sequence 1949601 1951112 Pseudonocardia 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

e; Pseudonocardia. 
16S 1982562 1982481 1 82 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 

ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
eltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 
16S 1985731 1985650 1 82 gi| 219878205 |ref|NR_025344.1| Chondromyces 

Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 

ia; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
16S 2046741 2046660 1 82 gi|219878161|ref|NR_025300.1| Prevotella albensis 


17 Prevotella albensis Bacteria; 
ella. 
ref |NR_025298.1 
2048758 205026 
lonellaceae; Anaeroarcus. 
ref|NR_025297.1| Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
us. 
ref|NR_025224.1| Prauserella halophila 
78 Prauserella halophila Bacteria; 
eae; Pseudonocardiaceae; Prauserella. 
ref|NR_025208.1] Rhodococcus 
2173451 2174859 Rhodococcus 
ales; Corynebacterineae; 


Anaeroarcus 
3 Anaeroarcus 


Gordonia namibiensis 
ia namibiensis Bacteria; 


ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniaceae; Gordonia. 
ref|NR_025127.1| Lachnobacterium bovis 
36 Lachnobacterium bovis Bacteria; 
terium. 
ref|NR_025077.1 
68 2358432 Propio 
ionibacterineae; 


Propioniferax innocua 
niferax innocua 
Propionibacteriaceae; 


219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 


ref |NR_025033.1] Rhodococcus 
2421026 2422502 Rhodococcus 


pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 
478036 Bacteria_16S 


478036 Bacteria_16S 


yeochonensis strain CN 732 16S ribosomal RNA, partial s 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
478036 Bacteria_16S 


ATCC 700122 16S ribosomal RNA, partial sequence 
Actinobacteria; Coriobacteridae; 


478036 Bacteria_16S 


acidaminophila strain DSM 3853 16S ribosomal RNA, partial 
acidaminophila Bacteria; 


478036 Bacteria_16S 
strain DSM 43194 


478036 Bacteria_16S 
taberi strain DSM 


Saccharopolyspora. 
478036 Bacteria_16S 
strain MS1-3 16S 


478036 Bacteria_16S 
venezuelae strain 


Rhodococcus. 


2438584 2438507 7 


2518670 2518593 7 


2520208 2520128 13 
2566870 2566793 7 
Firmicutes; 


2611468 26113917 


2667644 2667567 7 


2678264 2678187 7 


2772673 2772596 7 


84 


84 


93 


Coriobacteriales; 


84 


Clostridia; 


84 


84 


84 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


84 


gi 


gi 


gi 


gi 


gi 


gi 


43856 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


gi 


gi 


venezuelae Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
478036 Bacteria_16S 


Streptomyces. 


2906751 2906674 7 


84 


gi 


strain SJS0289-JS1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


478036 Bacteria_16S 
strain IFO 16068 


478036 Bacteria_16S 
strain IFO 15059 


478036 Bacteria_16S 


Gordoniaceae; 
478036 Bacteria_16S 


478036 Bacteria_16S 
platensis strain 
Bacteria; Firmicutes; 
478036 Bacteria_16S 


griseocarneus strain DSM 40004 16S ribosomal RNA, complet 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
478036 Bacteria_16S 


Clostridia; 
478036 Bacteria_16S 
strain DSM 44140 


Clostridia; 


2955243 2955166 7 


2988748 29886717 


3023608 30235317 


3040336 3040259 7 


3220230 3220161 14 


3236892 3236815 7 


3302016 3301935 3 


Blautia. 
3321745 3321668 7 


84 


84 


84 


84 


83 


84 


84 


84 


gi 


gi 


gi 


gi 


gi 


3R 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


gi 


gi 


gi 


Ac 


219857429 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 24389 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
219857365 
equence 


219857364 

2519150 25206 
Coriobacterineae; 
219857290 
sequence 2565759 2567288 Anaeromusa 
Clostridiales; Veillonellaceae; 
219857258 
16S ribosomal RNA, partial sequence 2610373 26118 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 
219857212 
ce 2666599 2668066 Saccharopolyspora taberi 
Pseudonocardineae; Pseudonocardiaceae; 


219857204 
2677198 26786 


219857136 
JCM 4526 16S ribosomal RNA, partial sequence 


219856852 
2905666 2907143 Williamsia maris Bacteria; 
Williamsiaceae; 
219856820 
16S ribosomal RNA, partial sequence 2954180 29556 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
219846931 
16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
219846908 
polyisoprenivorans strain Kd2 16S ribosomal RNA, partial 
polyisoprenivorans Bacteria; Actinobacteria; Actinobacter 
Gordonia. 
219846896 
strain HKI 0136 16S ribosomal RNA, partial sequence 3039256 30407 
Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 
219846774 
3219155 3220600 Coprothermobacter platensis 
Thermodesulfobiaceae; Coprothermobacter. 
219846763 


ref|NR_025017.1 


ref |NR_024953.1 
Actinomycetales; 


ref |NR_024952.1 


ref|NR_024921.1 


ref|NR_024889.1 


nocardineae; 
ref 


NR_024840.1 
es; 


ref |NR_024832.1 
bacterineae; 
ref|NR_024764.1 
tinomycetales; 


ref|NR_024671.1 
bacterineae; 
ref |NR_024639.1 
bacterineae; 
ref |NR_026523.1 
bacterineae; 
ref|NR_026500.1 


sequence 3022528 302398 


ref|NR_026488.1 


bacterineae; 
ref 


NR_026366.1 


ref |NR_026355.1 
e sequence 3235806 323732 
Actinomycetales; 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


478036 Bacteria_16S 
termitidis strain 


Desulfovibrio. 
478036 Bacteria_16S 
strain DSM 44015 


478036 Bacteria_16S 
subrutilus strain 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


3379697 3379614 1 


3381218 33811417 


3448523 3448446 7 


84 


84 


84 


DSM 40445 16S ribosomal RNA, 


gi 


gi 


complete sequence 


gi 


subrutilus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
478036 Bacteria_16S 
strain : 


DSM43338 16S ribosomal RNA, 


Streptomyces. 


3474524 3474447 7 


84 


gi 


complete sequence 


Ac 


219846720 
strain B 16S ribosomal RNA, partial sequence 3300930 3302411 Blautia schinkii Bacteria; 
Clostridiales; 
219846705 
16S ribosomal RNA, partial sequence 3320684 33221 


219846663 
DSM 5308 16S ribosomal RNA, partial seq 


termitidis Bacteria; Proteobacteria; Deltaproteobacteria; 


219846662 


219846593 


ref|NR_026312.1 


ref |NR_026297.1 
bacterineae; 
ref|NR_026255.1 
uence 3378593 338009 
Desulfovibrionales; Des 


ref |NR_026254.1 


Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Streptomyces 


2517611 2519099 Streptomyces 
Streptomycineae; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 
Coriobacteriaceae; 


Slackia. 
Anaeromusa 


Anaeromusa. 
Prauserella rugosa 


91 Prauserella rugosa Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Saccharopolyspora 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Streptomyces 


2771601 2773083 Streptomyces 
Streptomycineae; 


Williamsia maris 


Williamsia. 
Gordonia rhizosphera 


54 Gordonia rhizosphera Bacteria; 
Gordoniaceae; 


Gordonia. 
Skermania piniformis 


56 Skermania piniformis Bacteria; 
Gordoniaceae; 


Skermania. 
Gordonia 
4 Gordonia 


idae; Actinomycetales; Corynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 
Gordoniaceae; Gordonia. 


Coprothermobacter 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Blautia schinkii 
Firmicutes; 


Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 
Gordoniaceae; 


Gordonia. 
Desulfovibrio 

8 Desulfovibrio 
ulfovibrionaceae; 


Gordonia hydrophobica 


3380149 3381618 Gordonia hydrophobica 


es; 
ref |NR_026203.1 
equence 3447437 344895 
tinomycetales; 


ref|NR_026185.1 
3473444 3474924 Rhodoc 


Corynebacterineae; Gordoniaceae; 
219846611 
complete s 


Gordonia. 
Streptomyces 
2 Streptomyces 


Streptomycineae; 


Rhodococcus ruber 
occus ruber Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 


478036 Bacteria_16S 3485069 3484992 7 84 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
478036 Bacteria_16S 3486636 3486559 7 84 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

478036 Bacteria_16S 3494349 3494272 7 84 gi|219846580|ref|NR_026172.1| Thermocrispum 
municipale strain DSM 44069 16S ribosomal RNA, partial sequence 3493260 3494588 Thermocrispum 
municipale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Thermocrispum. 

478036 Bacteria_16S 3573444 3573363 1 82 gi|219846527|ref|NR_026119.1| Prevotella intermedia 
strain B422 16S ribosomal RNA, partial sequence 3572354 3573812 Prevotella intermedia Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

478036 Bacteria_16S 3574924 3574836 1 89 gi|219846526|ref|NR_026118.1| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

478036 Bacteria_16S 3585556 3585479 7 84 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

478036 Bacteria_16S 3927786 3927709 7 84 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

478036 Bacteria_16S 4110381 4110304 7 84 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
478036 Bacteria_16S 4116400 4116323 7 84 gi|219846140|ref|NR_025730.1| Rhodococcus gordoniae 
strain W4937 16S ribosomal RNA, partial sequence 4115405 4116807 Rhodococcus gordoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

478036 Bacteria_16S 1076 1000 8 84 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

478036 Bacteria_16S 2615 2539 8 84 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

478036 Bacteria_16S 70739 70667 12 84 gi| 265679017 |ref|NR_029325.1| Schwartzia 
succinivorans strain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
succinivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 

478036 Bacteria_16S 149591 149519 12 84 gi|265678963|ref|NR_029271.1| Clostridium rectum 
strain PCL 16S ribosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
Fusobacteria. 

478036 Bacteria_16S 232244 232172 12 84 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

478036 Bacteria_16S 403866 403790 8 84 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

478036 Bacteria_16S 479161 479085 7 83 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

478036 Bacteria_16S 604063 603979 1 84 gi| 265678649 |ref|NR_028954.1| Thermovibrio ruber 
strain ED 11/3LLK 16S ribosomal RNA, partial sequence 602905 604369 Thermovibrio ruber Bacteria; 
Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

478036 Bacteria_16S 626860 626788 12 84 gi|265678634|ref|NR_028939.1| Ilyobacter tartaricus 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 627290 Ilyobacter tartaricus Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

478036 Bacteria_16S 634477 634405 12 84 gi| 265678628 |ref|NR_028933.1| Fusobacterium equinum 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 634873 Fusobacterium equinum Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

478036 Bacteria_16S 677001 676918 11 94 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

478036 Bacteria_16S 861708 861632 7 83 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 
strain K24 16S ribosomal RNA, partial sequence 860647 862130 Amycolatopsis sacchari Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
478036 Bacteria_16S 876701 876625 8 84 gi|265678461|ref|NR_028764.1| Streptomyces 


scopiformis strain A25 16S ribosomal RNA, partial sequence 


87568 


6 877087 Streptomyces scopiformis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomyces. 
478036 Bacteria_16S 


1075683 1075611 12 


84 


gi 


265678327 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 


tukisamuensis Bacteria; Actinobacteria; Actinobacterida 
Rhodococcus. 


Nocardiaceae; 
478036 Bacteria_16S 
strain 21F-2 16S 


1080084 1079997 1 


88 


ribosomal RNA, partial sequence 


gi 


1079018 10804 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


478036 Bacteria_16S 


1093809 1093722 1 


88 


gi 


265678323 


265678314 


indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 


indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
478036 Bacteria_16S 


orleanensis strain NBRC 13752 16S ribosomal RNA, partia 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
478036 Bacteria_16S 
frederiksbergense 
frederiksbergense 
Mycobacteriaceae; 
478036 Bacteria_16S 


NS12 16S ribosomal RNA, partial sequence 


Sphingobacteria; 
478036 Bacteria_16S 
thermoviolaceus subsp. 


Actinobacteridae; 
478036 Bacteria_16S 


gonidiaformans strain ATCC 25563 16S ribosomal RNA, par 
gonidiaformans ATCC 25563 Bacteria; 


478036 Bacteria_16S 


1096694 1096607 1 


1235925 1235849 7 


1249546 1249478 14 


1308131 1308055 8 


thermoviolaceus strain DSM 40443 
1308545 Streptomyces thermoviolaceus subsp. ther 
Actinomycetales; 


1358539 1358467 12 


1406614 1406527 1 


88 


83 


82 


1248510 1249867 Runella zeae Bacteria 
Sphingobacteriales; Flexibacteraceae; 


84 


Streptomycineae; 


84 


Fusobacteria; 


88 


gi 


gi 


strain DSM 44346 16S ribosomal RNA, p 
Bacteria; Actinobacteria; Actinobacte 
Mycobacterium. 


gi 


gi 


gi 


Fusob 


gi 


Str 


265678312 


219878254 


219857416 


Runella. 
228721493 


228720055 


219857143 


cibinongensis strain 4H-1 16S ribosomal RNA, partial sequence 


cibinongensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Acetobacter. 
478036 Bacteria_16S 
glauca strain K62 


Saccharomonospora. 
478036 Bacteria_16S 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 142681 
violaceolatus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
478036 Bacteria_16S 
coelescens strain 


1417169 1417093 8 


1426379 1426303 8 


1427944 1427868 8 


84 


84 


84 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


AS 4.1594 16S ribosomal RNA, partial 


coelescens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
478036 Bacteria_16S 
nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 

478036 Bacteria_16S 


Streptomyces. 


1482766 1482694 12 


1561100 1561024 7 


84 


gi 


vincentii ATCC 49256 16S ribosomal RNA, 


vincentii ATCC 49256 Bacteria; Fusobacteria; 


224581447 
14160 


224581441 


224581440 
sequence 


219878151 
partial 


canariasense strain 502329 16S ribosomal RNA, partial sequence 


canariasense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
478036 Bacteria_16S 
strain WAL 14325 
Fusobacteria; 
478036 Bacteria_16S 
strain DSM 
Firmicutes; 
478036 Bacteria_ 
strain LMG 


16S 


Fusobacteriales; 


1721071 1720999 12 


1748464 1748392 12 


1749965 1749878 1 


83 gi| 219846147 |ref|NR_025737.1 
1560055 156148 
Actinomycetales; Coryneb 
84 gi| 219878394 |ref|NR_025533.1 
59 Cetobacterium 
Cetobacterium. 
84 gi|219878375|ref|NR_025514.1 
Megamonas. 
88 gi|219878374|ref|NR_025513.1 


Clostridiales; Veillonellaceae; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


478036 Bacteria 
strain LMG 


16S 


1751457 1751370 1 


88 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


478036 Bacteria 16S 


1772572 1772496 8 


84 


gi 


16S ribosomal RNA, partial sequence 1719990 17214 
Fusobacteriaceae; 


1672 16S ribosomal RNA, partial sequence 1747351 17488 
Clostridia; 


1746 16S ribosomal RNA, partial sequence 1748919 17503 


219878373 


1625 16S ribosomal RNA, partial sequence 175041117518 


219878355 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 


Actinobacteria; Actinobacteridae; Actinomycetales; 


478036 Bacteria_16S 


1774070 1773994 8 


84 


gi 


219878354 


Streptomycineae; 


e; Actinomycetales; 


Acetobacteraceae; 


Rhodospirillales; Ac 


1 sequence 
Rhodospirillales; 


artial sequence 
ridae; Actinomycetales; Co 


16S ribosomal 
moviolaceus Bacteria; Acti 
eptomycetaceae; 


tial sequence 


acteriales; 


Rhodospirillales; Ac 


Pseudonocardineae; P 


Actinomycetales; 


Actinomycetales; 


Fusobacteriales; Fu 


ref|NR_028629.1 
1074605 107593 


ref|NR_028625.1 
Acetobac 
ref|NR_028616.1 

1092739 109419 


ref|NR_028614.1 

1095628 109707 
Acet 
ref |NR_025393.1 
123486 


ref |NR_025004.1 


ref |NR_027616.1 


RNA, partia 


Streptomyc 
NR_027588.1 
135754 
Fusobacteriace 
ref|NR_024771.1 
1405568 140698 


ref 


ref|NR_027229.1 
93 1417582 Saccha 


ref |NR_027223.1 


Strept 


ref|NR_027222.1 
1426862 142837 
Streptomy 


ref|NR_025290.1 
sequence 148170 


Acetobac 
ref|NR_025512.1 
Acetobac 
ref|NR_025494.1 
83 Streptomyces 


Streptomycetaceae; 


Rhodococcus 
5 Rhodococcus 


Corynebacterineae; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 

2 Acetobacter 

etobacteraceae; 


Acetobacter 
0 Acetobacter 
obacteraceae; 


Mycobacterium 
8 1236341 Mycobacterium 
rynebacterineae; 


Runella zeae strain 
; Bacteroidetes; 


Streptomyces 
1 sequence 
nobacteria; 
es. 

Fusobacterium 
0 1358872 Fusobacterium 
ae; Fusobacterium. 

Acetobacter 
1 Acetobacter 
etobacteraceae; 


1307063 


Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 
cineae; 


Fusobacterium 
3 1483108 Fusobacterium 
sobacteriaceae; 


Mycobacterium 
7 Mycobacterium 


acterineae; 


Cetobacterium somerae 
somerae Bacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 
Acetobacteraceae; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 
Acetobacteraceae; 


ter. 
Streptomyces arenae 


arenae Bacteria; 
Streptomycineae; Streptomyceta 


ceae; Streptomyces. 


ref |NR_025493.1 


Streptomyces 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial sequence 1773034 1774481 Streptomyces 


roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 


478036 Bacteria_ 


longisporus strai 
longisporus Bacte 
Streptomycetaceae; 


478036 Bacteria_ 


strain VenChi2 16 
Fus 


Fusobacteria; 
478036 Bacteria_ 
halophila strain 


halophila Bacteri 
Pseudonocardiacea 


478036 Bacteria_ 


somaliensis strai 
somaliensis Bacte 
Streptomycetaceae 


478036 Bacteria_ 


thermocoprophilus 
thermocoprophilus 
Streptomycetaceae 


478036 Bacteria_ 
strain DSM 43030 


strain PK-Blue 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_16S 
thermospinosispor 
thermospinosispor 
Streptomycetaceae 
478036 Bacteria_16S 
thermoflava strai 
thermoflava Bacte 
Pseudonocardiacea 
478036 Bacteria_16S 
baikonurensis str 


baikonurensis Bac 
Nocardiaceae; 


ochraceum strain 


ochraceum Bacteri 


Micromonosporacea 


478036 Bacteria_16S 


thermovulgaris st 
thermovulgaris Ba 
Streptomycetaceae 


478036 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


478036 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


478036 Bacteria_16S 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 


478036 Bacteria_16S 


strain DSM 4954 1 


478036 Bacteria_16S 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 


Rho 
478036 Bacteria_16S 
lanceolatus strai 
lanceolatus Bacte 
478036 Bacteria_16S 
aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 
478036 Bacteria_16S 


Streptomyces. 

16S 1775567 1775491 8 84 gi 
n ISP 5166 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 1831982 1831910 12 84 

S ribosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; Ilyoba 
16S 1887005 1886929 8 84 gi 
DSM 44411 16S ribosomal RNA, partial s 


gi 


e; Saccharomonospora. 

16S 2057499 2057423 8 84 gi 
n DSM 40738 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 2059038 2058962 8 84 gi 
strain B19 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacte 
; Streptomyces. 

16S 2110901 2110825 8 84 gi 
Stre 
2168367 2168291 8 84 gi 
S ribosomal RNA, partial sequence 
Stre 
2261019 2260943 8 84 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

2609895 2609819 7 83 gi 
n N1165 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

2747203 2747131 12 84 gi 
ain Al-22 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2862280 2862197 1 84 gi 
n ATCC 14669 16S ribosomal RNA, partia 
ria; Proteobacteria; Betaproteobacteri 
2941641 2941565 8 84 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2943157 2943081 8 84 gi 
YU655-43 16S ribosomal RNA, partial se 


v 


e; 


2 

1 

a; 
2 


e; Virgisporangium. 
2981110 2981034 8 84 gi 
rain R10 16S ribosomal RNA, partial se 
cteria; Actinobacteria; Actinobacterid 
; Streptomyces. 
3391774 3391702 12 


qu 
ae 


84 gi 


obacteriales; Fusobacteriaceae; Propioni 
3445462 3445390 12 84 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
3450089 3450013 8 84 gi 
16S ribosomal RNA, complete sequence 

acteria; Actinobacteridae; Actinomycet 


en 
ne 


al 


3476042 3475970 12 84 gi 


ne 


pt 


pt 


ia 
te 


219878353 
se 
Actinomyc 


quence 


219878315 
1830898 18324 
ct 
219878274 
eq 
a; Actinobacteria; Actinobacteridae; Act 


er. 


uence 


219878153 
s 
Actinomyc 


equence 


219878152 
s 
cz 


equence 
dae; 


219873436 
16S ribosomal RNA, partial sequence 2109822 21113 
Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_16S 


219857259 
ue 
Actinomyc 


nce 


219857156 
eq 


uence 


19856883 
sequence 
Burkhol 
19856829 

eq 
Actinomyc 


uence 


219856828 


qu 
a; Actinobacteria; Actinobacteridae; Act 


ence 


219846936 


ence 


’ 


219846651 
6S ribosomal RNA, partial sequence 3390715 33921 


genium. 


219846613 
ce 34443 


llaceae; 


219846610 
34490 
Stre 


es; 


219846592 
6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


3480582 3480506 8 84 gi 


inomycet 


Act 


omycinea 
219857623 
2167280 21687 
omycinea 
219857559 
1 sequen 
ridae; Actin 


Actinomycet 


inomycet 


Actino: 


bacterin 
219846589 


ref|NR_025492.1 
1774532 177597 
etales; Strepto 


ref|NR_025454.1 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoc 
ref|NR_025292.1 
2056438 205792 
etales; Strepto 


ref|NR_025291.1 
2057971 205946 
inomycetales; S 


ref|NR_025250.1 
30 Streptomyces 
e; Streptomyceta 
ref|NR_025212.1 
69 Streptomyces 
e; Streptomyceta 
ref|NR_025147.1 
ce 2259931 226145 
omycetales; 


ref|NR_024890.1 
2608828 261032 
etales; Pseudono 


ref|NR_024784.1 
2746146 274749 
ales; Coryne 


ref|NR_024702.1 

2861171 286267 
deriales; Comamo 
ref|NR_024648.1 
2940579 294204 
etales; Micromon 


ref |NR_024647.1 
2942098 294356 
ales; Micromonos 


v 


ref|NR_026528.1 
2980041 298152 
mycetales; Strep 


ref|NR_026243.1 


ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref |NR_026202.1 
03 3450520 Strept 
ptomycineae; Str 


ref|NR_026184.1 


eae; Nocardiacea 


a 


oo 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Streptomyces 
0 Streptomyces 


mycineae; 


Streptomyces 
9 Streptomyces 
reptomycineae; 


ceae; Streptomyces. 


ceae; Streptomyces. 
Streptomyces 

2 Streptomyces 
Streptomycineae; 


Amycolatopsis 
2 Amycolatopsis 
cardineae; 


Rhodococcus 
3 Rhodococcus 
bacterineae; 


Curvibacter 
8 Curvibacter 
nadaceae; 
Virgisporangium 
7 Virgisporangium 
osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 


Streptomyces 
6 Streptomyces 
tomycineae; 


Succiniclasticum 
iclasticum ruminis 
m. 


omyces caelestis 
eptomycetaceae; 


e; Rhodococcus. 


ref|NR_026181.1 
3479494 348091 


Actinomyces 
5 Actinomyces 


denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Actinomyces. 


Ilyobacter insuetus 
07 Ilyobacter insuetus Bacteria; 


Streptomyces humiferus 
humiferus Bacteria; 


Streptomyces speibonae 
speibonae Bacteria; 


Curvibacter. 


Propionigenium maris 
40 Propionigenium maris Bacteria; 


Streptomyces caelestis 


Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 


478036 Bacteria_16S 
strain NCFB 3026 
Fusobacteria; 
478036 Bacteria_16S 


periodonticum Bacteria; 


478036 Bacteria_16S 
nucleatum subsp. 


Fusobacteriaceae; 


Fusobacteriales; 


3500251 3500179 12 


3619075 3619003 12 
periodonticum strain EK1-15 16S ribosomal RNA, partial 


Fusobacteria; 


3620456 3620384 12 


84 


84 


84 


gi 


Cetobacterium. 


gi 


Fusobacteriales; 


gi 


animalis Bacteria; 


RNA, 


219846576 
16S ribosomal RNA, partial sequence 3499171 35006 
Fusobacteriaceae; 
219846493 
sequence 
Fusobacteriaceae; 
219846492 
animalis strain NCTC 12276 16S ribosomal 
Fusobacterium nucleatum subsp. 
Fusobacterium. 


ref |NR_02 


ref |NR_02 
3618078 


ref |NR_02 


partial sequence 
Fusobacteria; 


73 Cetobacterium 


6168.1] Cetobacterium ceti 


ceti Bacteria; 


6085.1] Fusobacterium 
3619408 Fusobacterium 


Fusobacterium. 


6084.1] Fusobacterium 


3619459 3620789 


Fusobacteriales; 


478036 Bacteria_16S 3621837 3621765 12 84 gi|219846491|ref|NR_026083.1| Fusobacterium 
nucleatum subsp. fusiforme strain SOR 16S ribosomal RNA, partial sequence 3620840 3622170 Fusobacterium 
nucleatum subsp. fusiforme Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 
478036 Bacteria_16S 3638620 3638544 8 84 gi|219846480|ref|NR_026072.1| Streptomyces 
thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 3637554 3639053 Streptomyces 
thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

478036 Bacteria_16S 3640172 3640096 8 84 gi|219846479|ref|NR_026071.1| Streptomyces 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequence 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
478036 Bacteria_16S 
strain ATCC 19812 


478036 Bacteria_16S 
strain ATCC 25495 


Streptomyces. 
478036 Bacteria_16S 


eurythermus strain ATCC 14975 16S ribosomal RNA, 
eurythermus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
478036 Bacteria_16S 


strain KMM 6017 16S ribosomal RNA, partial sequence 3984248 39856 
Sphingobacteriales; Fla 


Bacteroidetes; 
478036 Bacteria_16S 
cosmeticum strain 


3919882 3919806 8 


16S ribosomal RNA, 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3921463 3921387 8 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3923044 3922968 8 


3985314 3985246 14 


Sphingobacteria; 


4039522 4039446 7 


84 


84 


84 


82 


83 


gi 


complete sequence 


gi 


complete sequence 


Streptomycineae; 
gi| 219846279 |ref 
complete sequence 3921948 


cosmeticum Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
478036 Bacteria_16S 


strain CPJVR-H 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


478036 Bacteria_16S 


canifelinum Bacteria; 
478036 Bacteria_16S 


koyangensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
478036 Bacteria_16S 


umidischolae Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


Nocardiopsaceae; 
478036 Bacteria_16S 


Mycobacterium. 


4127149 4127073 8 


4182572 4182500 12 
canifelinum strain RMA 12708 16S ribosomal RNA, partial sequenc 


Fusobacteria; 


4205163 4205087 8 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 


4217381 4217309 12 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 


10014 


9931 1 


84 


84 


Fusobacteriales; 


84 


84 


84 


LTA-388 16S ribosomal RNA, partial sequence 


219846281 
3918787 3920316 
Streptomycineae; Streptomycetaceae; 
219846280 
3920367 3921897 


Actinomycetales; 


ref |NR_02 


ref |NR_02 


Actinomycetales; 


NR_025869.1 


3639104 3640605 Streptomyces 
Streptomycineae; 


5871.1] Streptomyces tendae 
Streptomyces tendae Bacteria; 
Streptomyces. 
5870.1] Streptomyces sampsonii 
Streptomyces sampsonii 
Streptomycetaceae; 


Streptomyces 
3923478 Streptomyces 


Streptomycineae; 


gi|219846235|ref|NR_025825.1| Roseivirga ehrenbergii 
67 Roseivirga ehrenbergii Bacteria; 
mmeovirgaceae; Roseivirga. 
gi|219846197|ref|NR_025787.1| Mycobacterium 
4038441 4039947 Mycobacterium 
Actinomycetales; Corynebacterineae; 
gi|219846132|ref|NR_025722.1| Streptomyces africanus 


gi 


gi 


gi 


gi 


tunicata strain D2 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonas. 
478036 Bacteria_16S 


strain 961*00022/98 16S ribosomal RNA, partial sequence 
Coriobacteridae; 


Actinobacteria; 
478036 Bacteria_16S 
strain N. Pfennig 
Bacteria; 
478036 Bacteria_16S 
strain N. Pfennig 
Proteobacteria; 
478036 Bacteria_16S 


seropedicae strain 267 16S ribosomal 


Bacteria; 
478036 Bacteria_16S 


antarctica strain NF3 16S ribosomal RNA, partial sequence 


34505 


57165 


58666 


2711 16S ribosomal 
Gammaproteobacteria; 


64709 


82596 


Proteobacteria; Gammaproteobacteria; Chromatiales; 


4126077 41275 


Fusobacteriaceae; 
219846072 


896 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


219846089 


Actinomycetales; 
219846063 
Actinomycetales; 


265679057 


ref 


rs 


e 181497 


ref 


4204078 


ref Ra 
4216320 


ref 
al 10291 


64 Streptomyces 


Streptomycineae; Streptomycetaceae; 


NR_025679.1 


NR_025653.1 


NR_029365.1 


africanus Bacteria; 
Streptomyces. 
Fusobacterium 
4182954 Fusobacterium 


Fusobacterium. 
NR_025662.1 


Streptomyces 
4205565 Streptomyces 


Streptomycineae; 


Nocardiopsis 
4217772 Nocardiopsis 


Streptosporangineae; 


Pseudoalteromonas 
Pseudoalteromonas tunicata 


Pseudoalteromonadaceae; 


34430 9 84 gi|265679041|ref|NR_029349.1| Atopobium vaginae 
33436 34786 Atopobium vaginae Bacteria; 
Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
57082 1 84 gi| 265679026 |ref|NR_029334.1| Thiocystis gelatinosa 
2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
Chromatiaceae; Thiocystis. 

58583 1 84 gi|265679025|ref|NR_029333.1| Thiocystis violacea 
RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
Chromatiales; Chromatiaceae; Thiocystis. 

64626 1 84 gi|265679021|ref|NR_029329.1| Herbaspirillum 
RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 

Oxalobacteraceae; Herbaspirillum. 
82513 1 84 gi| 265679009 |ref|NR_029317.1| Pseudoalteromonas 
81499 83011 Pseudoalteromonas antarctica 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 


Pseudoalteromonas. 


478036 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


478036 Bacteria_16S 


thiozymogenes str 
thiozymogenes Bac 
Desulfocapsa. 


478036 Bacteria_16S 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


478036 Bacteria_16S 


strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 


478036 Bacteria_16S 


espejiana strain 
Bacteria; Proteob 
Pseudoalteromonas 


478036 Bacteria_16S 


formicaceticum st 
formicaceticum Ba 


478036 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


478036 Bacteria_16S 


thermophilus stra 
thermophilus Bact 
Methylococcus. 


478036 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


478036 Bacteria_16S 


strain A30 16S ri 
Proteobacteria; G 


478036 Bacteria_16S 


equigenitalis str 
equigenitalis Bac 


478036 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


478036 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


478036 Bacteria_16S 


coprophilus strai 
coprophilus Bacte 
Rhodococcus. 


478036 Bacteria_16S 


strain CDC F5101 


Proteobacteria; B 


478036 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


478036 Bacteria_16S 


effusa strain AP1 
Bacteria; Proteob 


478036 Bacteria_16S 


massiliensis stra 
massiliensis Bact 


478036 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


478036 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


478036 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


94798 94715 1 84 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
bosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

97934 97851 1 84 gi| 265678998 |ref|NR_029306.1| Desulfocapsa 
ain Bra2 16S ribosomal RNA, partial sequence 96815 98277 Desulfocapsa 
teria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 

102542 102459 1 84 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

104033 103958 9 84 gi|265678994|ref|NR_029302.1| Tsukamurella pulmonis 
21 16S ribosomal RNA, partial sequence 102976 104435 Tsukamurella pulmonis 


acteria; Actinobacteridae; Actinomyceta 


les; Cory 


nebacterineae; T 


sukamurellaceae; 


128487 128404 1 84 gi| 265678977 |ref|NR_029285.1| Pseudoalteromonas 
261 16S ribosomal RNA, partial sequence 127409 128819 Pseudoalteromonas espejiana 
acteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 

155846 155763 1 84 gi| 265678959 |ref|NR_029267.1| Clostridium 
rain Al 16S ribosomal RNA, partial sequence 154728 156242 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

165020 164937 1 84 gi|265678953|ref|NR_029261.1| Lactobacillus 
strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

180169 180086 1 84 gi| 265678943 |ref|NR_029251.1| Methylococcus 
in IMV-B-3037 16S ribosomal RNA, partial sequence 179074 180523 Methylococcus 
eria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 

195495 195412 1 84 gi|265678933|ref|NR_029241.1| Methylococcus 

Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 
acteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylococcus. 

197005 196922 1 84 gi|265678932|ref|NR_029240.1| Methylomicrobium agile 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Me 
206358 206275 1 84 gi 
ain N480/82 16S ribosomal RNA, partial 
teria; Proteobacteria; Betaproteobacte 
235312 235229 1 84 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
236948 236865 1 84 gi 
n A 1 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
246254 246179 9 84 gi 
n CUB 687 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 


xr 


r 


n 
r 


e 


289942 289859 1 84 gi 
16S ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Al 
291554 291471 1 84 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 
387017 386934 1 84 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
393184 393101 1 84 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 
416393 416310 1 84 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
468489 468406 1 84 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
499292 499209 1 84 gi 
SB 9.5 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


c 


n 


s 


i 


1 


r 


e 
r 


478036 Bacteria_16S 


500844 500761 1 84 gi 


195893 19735 


thylococc 


265678926 


sequence 
ia; Burkh 


265678905 
234235 23583 


kholderia 


265678904 


ce 23588 
iales; Bu 


265678898 


quence 
Actinomyc 


265678867 


28882 
aligenace 


265678866 
290399 29196 


265678797 


38592 
adales; S 


265678793 


equence 
llaceae; 


265678777 
415329 41680 


es; Methy 


265678739 
467397 46889 


kholderia 


265678719 


nce 49817 
iales; Co 


265678718 


lobacteriaceae; 
ref |NR_029044.1 
3 Burkholderia 
ceae; Burkholder 
ref |NR_029024.1 
8 499679 Hydrog 
mamonadaceae; Hy 
ref |NR_029023.1 


4 Methylomicrobium agile Bacteria; 


aceae; Methylomicrobium. 
ref|NR_029234.1|/ Taylorella 

205252 206750 Taylorella 
olderiales; Alcaligenaceae; Taylorella. 
ref|NR_029213.1| Burkholderia graminis 
4 Burkholderia graminis Bacteria; 
ceae; Burkholderia. 
ref|NR_029212.1| Burkholderia 
5 237406 Burkholderia phenazinium 
rkholderiaceae; Burkholderia. 
ref |NR_029206.1] Rhodococcus 

245166 246646 Rhodococcus 
etales; Corynebacterineae; Nocardiaceae; 
ref|NR_029173.1| Bordetella holmesii 
4 290348 Bordetella holmesii Bacteria; 
ae; Bordetella. 
ref|NR_029172.1| Aquifex pyrophilus 
2 Aquifex pyrophilus Bacteria; 
ref|NR_029102.1| Hydrocarboniphaga 
1 387397 Hydrocarboniphaga effusa 
inobacteraceae; Hydrocarboniphaga. 
ref|NR_029098.1| Paenibacillus 

392074 393575 Paenibacillus 
Paenibacillus. 
ref|NR_029082.1| Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Burkholderia terricola 


terricola Bacteria; 


ia. 

Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 501256 Hydrogenophaga atypica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


478036 Bacteria_16S 
contaminans strai 
contaminans Bacte 
478036 Bacteria_16S 
mariniglutinosa s 
mariniglutinosa B 
Pseudoalteromonas 
478036 Bacteria_16S 


strain TMAO3 16S 
Firmicutes; 


strain ID131577 1 
Actinobacteria; 


strain V2-BIII-A2 
Firmicutes; 
Proteobacteria; 

hassiacum strain 
Bacteria; 
Proteobacteria; 


hydrogeniphilus s 


hydrogeniphilus B 
478036 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; 


H 1 16S ribosomal 
Clostridia; 


Anaerovorax. 


478036 Bacteria_16S 
strain NA 1 16S r 
B 
478036 Bacteria_16S 


Proteobacteria; 


strain NCTC 10617 
Proteobacteria; B 


478036 Bacteria_16S 


catecholicum stra 
catecholicum Bact 


478036 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; 


strain ThSch 12 1 
Proteobacteria; 


botniense strain 
Bacteria; Actinob 
Mycobacterium. 


478036 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


478036 Bacteria_16S 


lusitanum strain 
Bacteria; Proteob 


478036 Bacteria_16S 


respiraculi strai 
respiraculi Bacte 


478036 Bacteria_16S 


strain Al 16S rib 
Proteobacteria; B 


Clost 
478036 Bacteria_16S 


R 
478036 Bacteria_16S 


Bacil 
478036 Bacteria_16S 
strain Ppe8 16S r 
B 
478036 Bacteria_16S 


Proteob 
478036 Bacteria_16S 
strain BCH 16S ri 
G 
478036 Bacteria_16S 


Clost 
478036 Bacteria_16S 


Clost 
478036 Bacteria_16S 
odorimutans strai 
odorimutans Bacte 


G 
478036 Bacteria_16S 


G 
478036 Bacteria_16S 


ubrobacteridae; Solirubrobacterales; C 
585969 585886 1 84 gi 
16S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
588999 588916 1 84 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
593472 593389 1 84 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; 
597954 597871 1 84 
bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
620836 620753 1 84 gi 
train AM1116 16S ribosomal RNA, partia 
acteria; Proteobacteria; Epsilonproteo 
632952 632869 1 84 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 
643750 643667 1 
RNA, partial sequence 
ridiales; Veillonellaceae; Sporomusa. 
664793 664710 1 84 gi 
n NorPut 16S ribosomal RNA, partial se 
ria; Firmicutes; Clostridia; Clostridi 


gi 


gi 


Eubacteriaceae; 
84 gi 


681535 681452 1 84 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
682940 682857 1 84 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
689027 688944 1 84 gi 
in NZva20 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 
699679 699596 1 84 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
704073 703990 1 84 gi 


gi 


ammaproteobacteria; Chromatiales; Chro 
714445 714370 8 83 gi 
E347 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


734407 734324 1 84 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
739066 738983 1 84 gi 
P6-12 16S ribosomal RNA, complete sequ 
acteria; Betaproteobacteria; Burkholde 
757913 757830 1 84 gi 
n AU3313 16S ribosomal RNA, partial se 
ria; Proteobacteria; Betaproteobacteri 
759414 759331 1 84 gi 
osomal RNA, partial sequence 


etaproteobacteria; Neisseriales; Neiss 


478036 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


train KMM 3635 16S ribosomal RNA, part 


265678662 
58488 


265678660 


587905 58931 
rkholderia 


265678657 
ce 59240 


Sphingomonadales; 


265678654 


596871 59824 


matiaceae; 
265678638 
1 sequence 
bacteria; 
265678629 


631874 63335 


Acetobacte 
265678622 


642624 644123 Sporo 


265678606 
quence 


ales; Clos 


265678595 


680477 68183 


eriaceae; 
265678594 
68188 
eriaceae; 
265678590 
equence 
ria; Desul 
265678583 


698584 69993 


matiaceae; 
265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678573 
ce 71335 
ales; Cory 


265678559 
ce 73331 
ales; Chro 
265678555 
ence 73794 
riales; Ox 
265678541 
quence 

a; Burkhol 
265678540 


758305 75981 


eriaceae; 


760968 760885 1 84 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; 


gi 


ial sequen 


onexibacte 


526734 526651 1 84 gi|265678701|ref|NR_029006.1| Anoxybacillus 
n R-16222 16S ribosomal RNA, partial sequence 525601 527141 Anoxybacillus 
ria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

548049 547966 1 84 gi| 265678687 |ref|NR_028992.1| Pseudoalteromonas 


ce 546976 548458 Pseudoalteromonas 


acteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
549625 549542 1 84 gi| 265678686 |ref|NR_028991.1| Sporomusa aerivorans 
ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 
567966 567895 13 84 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
6S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 


cter. 
Bacillus barbaricus 
us barbaricus Bacteria; 


raceae; Conexiba 
ref |NR_028967.1 
8 586308 Bacill 


Burkholderia tropica 


tropica Bacteria; 
ceae; Burkholderia. 
ref|NR_028962.1| Novosphingobium 
8 593892 Novosphingobium hassiacum 
Sphingomonadaceae; Novosphingobium. 
ref|NR_028959.1| Thiobaca trueperi 
0 Thiobaca trueperi Bacteria; 


ref|NR_028965.1 
0 Burkholderia 


Thiobaca. 
ref |NR_028943.1| Caminibacter 
619766 621178 Caminibacter 
Nautiliales; Nautiliaceae; Caminibacter. 
ref|NR_028934.1| Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


rium. 
ref|NR_028927.1| Sporomusa ovata strain 
musa ovata Bacteria; Firmicutes; 
ref|NR_028911.1] Anaerovorax 

663698 665185 Anaerovorax 
tridiales Family XIII. Incertae Sedis; 


ref|NR_028900.1| Neisseria animalis 

1 Neisseria animalis Bacteria; 

Neisseria. 

ref|NR_028899.1| Neisseria lactamica 

2 683236 Neisseria lactamica Bacteria; 

Neisseria. 

ref|NR_028895.1| Desulfobacterium 
687908 689408 Desulfobacterium 

fobacterales; Desulfobulbaceae. 

ref|NR_028888.1| Thiocystis violascens 

4 Thiocystis violascens Bacteria; 

Thiocystis. 

ref|NR_028885.1| Lamprocystis purpurea 


5 Lamprocystis 
Lamprocystis. 
ref |NR_028878.1 
9 714869 Mycoba 
nebacterineae; M 


purpurea Bacteria; 


Mycobacterium 
cterium botniense 
ycobacteriaceae; 


ref|NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028845.1 
756798 758254 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028844.1| Alysiella filiformis 
5 Alysiella filiformis Bacteria; 
Alysiella. 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Cupriavidus 
Cupriavidus 


265678539 


ref|NR_028843.1| Neisseria dentiae 


759866 761206 Neisseria dentiae Bacteria; 
Neisseriaceae; Neisseria. 


478036 Bacteria_16S 
strain Uedal07 16 
Proteobacteria; G 
478036 Bacteria_16S 
phenolica strain 
Bacteria; Proteob 
Pseudoalteromonas 
478036 Bacteria_16S 
zijingensis strai 
Bacteria; Actinob 
Pseudonocardia. 
478036 Bacteria_16S 
strain Kl 16S rib 
Proteobacteria; D 


771592 771509 1 84 
S ribosomal RNA, partial sequence 


gi 


810059 809976 1 84 gi 


816162 816091 12 83 gi 


860211 860128 1 
osomal RNA, partial sequence 


84 gi 


770475 77198 


ammaproteobacteria; Pseudomonadales; Pseudomonad 


O-BC30 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


n 6330 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


859076 86059 


265678532 


265678506 
ence 80896 
nadales; 


265678502 
ence 81510 


ales; 


265678472 


P 


Pseu 


ref |NR_028836.1 
aceae; Cellvibr 
ref|NR_028809.1 
8 810417 Pseud 
seudoalteromona 


ref|NR_028805.1 
9 816530 Pseud 
donocardineae; 


ref|NR_028775.1 


fo) 
d 


fe) 
P 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 
i 


Oo. 

Pseudoalteromonas 
alteromonas phenolica 
aceae; 


Pseudonocardia 
nocardia zijingensis 


seudonocardiaceae; 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 


eltaproteobacteria; Desulfuromonadales; Geobacteraceae; Geobacter. 
478036 Bacteria_16S 870884 870809 1 76 gi|265678465|ref|NR_028768.1| Bradyrhizobium 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 869838 871263 Bradyrhizobium 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Bradyrhizobium. 
478036 Bacteria_16S 902662 902579 1 84 gi|265678443|ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 
478036 Bacteria_16S 907271 907188 1 84 gi|265678440|ref|NR_028742.1| Desulforhopalus 
singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequence 906169 907666 Desulforhopalus 


singaporensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulforhopalus. 

478036 Bacteria_16S 908762 908679 1 84 gi|265678439|ref|NR_028741.1| Erythrobacter citreus 
strain RE35F/1 16S ribosomal RNA, partial sequence 907717 909160 Erythrobacter citreus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

478036 Bacteria_16S 936695 936620 1 76 gi|265678421|ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

478036 Bacteria_16S 938190 938107 1 84 gi|265678420|ref|NR_028722.1| Pseudoalteromonas 
elyakovii strain KMM 162 16S ribosomal RNA, partial sequence 937095 938588 Pseudoalteromonas 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

478036 Bacteria_16S 944398 944315 1 84 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
strain 2 16S ribosomal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

478036 Bacteria_16S 947521 947438 1 84 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

478036 Bacteria_16S 950648 950565 1 84 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

478036 Bacteria_16S 952207 952124 1 84 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

478036 Bacteria_16S 1002957 1002874 1 84 gi|265678376|ref|NR_028678.1| Azovibrio restrictus 
strain S5b2 16S ribosomal RNA, partial sequence 1001834 1003301 Azovibrio restrictus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azovibrio. 

478036 Bacteria_16S 1027220 1027137 1 84 gi|265678360|ref|NR_028662.1| Desulfobacca 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 1026088 1027591 Desulfobacca 
acetoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; 
Desulfobacca. 

478036 Bacteria_16S 1036362 1036279 1 84 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
strain 7-2 16S ribosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

478036 Bacteria_16S 1037902 1037819 1 84 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

478036 Bacteria_16S 1057669 1057586 1 84 gi|265678339|ref|NR_028641.1| Rhodopseudomonas 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, partial sequence 1056603 1058087 Rhodopseudomonas 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; 
Rhodopseudomonas. 

478036 Bacteria_16S 1074180 1074097 1 84 gi|265678328|ref|NR_028630.1| Novosphingobium 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 1073137 1074554 Novosphingobium tardaugens 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium. 
478036 Bacteria_16S 1095250 1095167 1 84 gi|265678313|ref|NR_028615.1| Acetobacter peroxydans 


strain NBRC 13755 16S ribosomal RNA, partial sequence 


1094243 1095577 Acetobacter peroxydans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 


478036 Bacteria_16S 


strain TO-931 16S 
Firmicutes; Clost 


478036 Bacteria_16S 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


478036 Bacteria_16S 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


478036 Bacteria_16S 


shabanensis strai 
shabanensis Bacte 
Salinisphaera. 


478036 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


478036 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


478036 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


478036 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


478036 Bacteria_16S 


13501 16S ribosom 
Proteobacteria; B 


478036 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 


Carboxydibrachium. 
478036 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


mitsuokai DSM 158 
15897 Bacteria; F 


strain AM1114 16S 
Firmicutes; Clost 


478036 Bacteria_16S 


strain R-4079 16S 
Proteobacteria; G 


strain CBS 107.95 
Bacteria; Actinob 


strain UR/MT95 16 
Proteobacteria; B 


chloroethenica st 
chloroethenica Ba 
Desulfuromonas. 


478036 Bacteria_16S 
n Tokyo 01 16S ribosomal RNA, partial 
Deltaproteobacter 


ishimotonii strai 
ishimotonii Bacte 
Desulfonema. 


478036 Bacteria_16S 


strain LMG 20598 
Proteobacteria; B 
brockii subsp. br 


Thermoanaerobacte 


1101185 1101102 1 84 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1120990 1120907 1 84 gi 
1 16S ribosomal RNA, partial sequence 
roteobacteria; 


gi 


1127009 1126926 1 84 gi 
16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; 


, 


1140661 1140578 1 
n E1L3A 16S ribosomal RNA, 
ria; Proteobacteria; 


84 gi 


1146707 1146624 1 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
1151183 1151108 1 76 

n QMT2 
acteria 


84 gi 


gi 


La 
1175508 1175425 1 
osomal RNA, partial sequence 
acteria; 
1192022 1191948 14 88 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; 
1193572 1193489 1 

al RNA, complete sequence 
etaproteobacteria; 
1195118 1195036 11 
53 16S 
a; Firmicutes; 


84 gi 
gi 


84 gi 


93 gi 


Clostridia; 


1198234 1198151 1 84 gi 


1207275 1207200 9 84 gi 


1223766 1223683 1 84 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1228325 1228242 1 84 gi 
ribosomal RNA, partial sequence 


gi 


1262911 1262836 9 84 gi 
16S ribosomal RNA, partial sequence 


1267545 1267462 1 84 
S ribosomal RNA, partial sequence 


gi 


1269093 1269010 1 84 gi 


cteria; Proteobacteria; 


1270647 1270572 9 84 gi 


ria; Proteobacteria; 


1283895 1283812 1 84 gi 


1314185 1314103 11 93 gi 
16S ribosomal RNA, 


rales; Thermoanaerobacteraceae; 


478036 Bacteria_16S 


1360020 1359945 1 76 gi 


Deltaproteobacteria; My 


Syntroph 


complete se 
Gammaproteobacter 


Ox 


16S ribosomal RNA, partial sequ 
Alphaproteobacteria; Rhodospi 


1174405 
Gammaproteobacteria; Kangiell 


1190944 
Persephone 


1192457 1193978 
Burkholderiales; Al 


ribosomal RNA, partial sequence 
Thermoanaer 


310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
478036 Bacteria_16S 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
478036 Bacteria_16S 


ammaproteobacteria; Pseudomonadales; P 
478036 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 
478036 Bacteria_16S 


265678309 


1100149 11015 
Clostridiu 


228716127 
11198 


253680772 
11259 


253680763 
quence 
ia; 


253680759 


1145612 11470 
alobactera 


253680756 
ence 11501 
rillales; 

228718578 
11758 
a. 
228715750 
11924 


lla. 
228715722 


calig 
228715634 

11940 
obact 


228715504 
e 11971 


228715354 
12061 

richales; 

219878346 


1222664 12241 


Caminicell 
219878281 


1227244 12287 
udomonad 


se 
219846681 

12618 
ales; 
219846423 


1266430 12679 
etaproteobacteria; Burkholderiales; Ox 
478036 Bacteria_16S 
rain TT4B 16S ribosomal RNA, partial s 
Deltaproteobac 


alobactera 
219846421 
equence 
teria; Des 
219846400 
sequence 

ia; Desulf 


, 


219846066 


16S ribosomal RNA, partial sequence 1282800 12842 
etaproteobacteria; Burkholderiales; Bu 
478036 Bacteria_16S 
ockii strain HTD4 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermo 


rkholderia 
228718892 
partial se 


anaerobact 
228720024 


thailandensis strain E264 16S ribosomal RNA, partial sequence 
thailandensis E264 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; pseudomallei group. 


xococcales 


obacterale 


Salini 


Borde 
enace 


erale 


rkholderia 


Cory 


ref 


m. 
ref 


a Cy 
ref 
s; S 


ref 


b 


spha 
ref 


ceae 
ref 


Rhod 
ref 


ref 


ref 
tell 
ae; 
ref 


s3° T. 
ref 


les; 
ref 


Erys 
ref 


a. 
ref 


acea 
ref 


neba 
ref 


ceae 
ref 


ulfu 
ref 
obac 
ref 
ceae 
ref 


quen 


er. 


56 1121404 Anaer 


86 1127376 Syntr 


139586 11410 


78 1151571 Thala 


06 Persephonella 


29 1195514 Carbo 


31 1198567 Ramli 


79 1207663 Caten 


51 1263306 Dietz 


1267974 12694 


1269526 12709 


83 Burkholderia 


NR_028611.1 


NR_027547.1 
° 
stobacterine 
NR_028020.1 
° 
yntrophobact 
NR_028011.1 
2 
i 


erales; Sal 


NR_028007.1 
; Collimonas 
NR_028004.1 
s 
ospirillacea 
NR_027574.1 


NR_027538.1 


NR_027537.1 
a hinzii LMG 
Bordetella. 
NR_027536.1 
x 
hermoanaerob 
NR_027534.1 
b 
Comamonadac 
NR_027526.1 
i 
ipelotrichac 
NR_025485.1 


NR_025420.1 


e; Cellvibri 
NR_026273.1 
i 
cterineae; D 
NR_026014.1 
; Massilia. 
NR_026012.1 
7 


romonadales; 


NR_025991.1 
6 
s 


terales; De 


NR_025656.1 
; Burkholder 
NR_027577.1 
ce 131309 


ref 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Syntrophobacter 
phobacter wolinii 
eraceae; 


Salinisphaera 
5 Salinisphaera 


nisphaeraceae; 


Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Thalassospira 
sospira lucentensis 
e; Thalassospira. 
Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Persephonella marina 
marina EX-H1 Bacteria; 


Bordetella hinzii LMG 
13501 Bacteria; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Ramlibacter 

acter tataouinensis 
eae; Ramlibacter. 
Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Caminicella sporogenes 


19 Caminicella sporogenes Bacteria; 


Cellvibrio fibrivorans 


19 Cellvibrio fibrivorans Bacteria; 


°. 

Dietzia natronolimnaea 
a natronolimnaea 
ietziaceae; Dietzia. 
Massilia timonae 


23 Massilia timonae Bacteria; 


Desulfuromonas 
5 Desulfuromonas 
Desulfuromonadaceae; 


Desulfonema 
5 Desulfonema 


ulfobacteraceae; 


Burkholderia hospita 


hospita Bacteria; 


ia. 
Thermoanaerobacter 
4 1314606 


NR_027587.1 


Burkholderia 


1358923 1360410 Burkholderia 


478036 Bacteria_16S 
strain MT1-641 16 
Proteobacteria; B 
478036 Bacteria_16S 
naphthalenivorans 
CJ2 Bacteria; Pro 
478036 Bacteria_16S 
turnerae strain T 
Bacteria; Proteob 
Teredinibacter. 

478036 Bacteria_16S 
strain STM815 16S 
Bacteria; Proteob 
478036 Bacteria_16S 
strain STM678 16S 
Proteobacteria; B 
478036 Bacteria_16S 
strain KA3 16S ri 
Thermotogae; 
478036 Bacteria_16S 
ulvae strain UL12 
Bacteria; Proteob 
Pseudoalteromonas 
478036 Bacteria_16S 


1373660 1373577 1 


1376753 1376670 1 


1378256 1378173 1 


1387246 1387163 1 


1388761 1388678 1 


1396222 1396139 1 


1403640 1403557 1 


1455533 1455450 1 


84 


S ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


84 


CJ2 16S ribosomal RNA, partial sequen 
teobacteria; Betaproteobacteria; Burkh 


84 


7902 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromo 


84 


ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 


84 


ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


84 


bosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Marinitoga. 


84 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


84 


gi|228717983 
1372563 13740 
rkholderia 
228717818 
ce 13756 
older 
228717562 
ce 13771 
nadales; 


gi 


gi 


gi|228716754 
1386182 13876 
riales; Bu 
228716720 
1387667 13891 
rkholderia 
gi|228715882 
1395106 13965 


gi 


219857444 
14026 
nadales; P 


gi 


gi| 224581417 


iales; 


Alter 


Burkholderia unamae 
unamae MTI-641 Bacteria; 

ceae; Burkholderia. 

ref|NR_027567.1] Polaromonas 

65 1377116 Polaromonas naphthalenivorans 

; Comamonadaceae; Polaromonas. 

ref|NR_027564.1| Teredinibacter 

67 1378635 Teredinibacter turnerae T7901 

omonadales genera incertae sedis; 


ref|NR_027569.1 
50 Burkholderia 


v 


ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 


Burkholderia phymatum 
phymatum STM815 
Burkholderia. 
Burkholderia tuberum 
46 Burkholderia tuberum STM678 Bacteria; 
ceae; Burkholderia. 
ref|NR_027541.1| Marinitoga piezophila 
48 Marinitoga piezophila KA3 Bacteria; 


ref|NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


ref |NR_027198.1 


Oceanimonas 


doudoroffii strai 


n MBIC1298 16S ribosomal RNA, partial 


sequence 


1454432 145591 


5 Oceanimonas 


doudoroffii Bacteria; Proteobacteria; 
478036 Bacteria_16S 1457042 1456959 1 


ruhlandii strain EY3918 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholde 


478036 Bacteria_16S 1472116 1472033 1 


Gammaproteobacter 


84 


84 


ia; Aeromo 
224581416 
ence 14559 
riales; Al 
224581405 


gi 


gi 


piechaudii strain EY3860 16S ribosomal RNA, partial sequence 


piechaudii Bacteria; Proteobacteria; Betaproteobacteria 


478036 Bacteria_16S 1496319 1496236 1 
9187 strain TA 4r 16S ribosomal RNA, 
Bacteria; Proteob 
478036 Bacteria_16S 
ATCC 49989 strain 
ATCC 49989 Bacteria; 
478036 Bacteria_16S 
brockii subsp. la 
Thermoanerobacter brockii subsp. 
Thermoanaerobacterales; 
478036 Bacteria_16S 
subsp. elongata s 
elongata subsp. e 
Neisseria. 
478036 Bacteria_16S 
stercoricanis str 
stercoricanis Bacteria; 
478036 Bacteria_16S 
strain LMG 21880 
Firmicutes; Bacillales; Bacillaceae; 
478036 Bacteria_16S 1688832 1688749 1 
strain 6AG 16S ri 
Firmicutes; Bacillales; 
478036 Bacteria_16S 
ostraviensis stra 


1505290 1505207 1 


Firmicutes; 
1506682 1506600 11 


1508282 1508199 1 


1623473 1623390 1 


Proteobacteria; 
1630995 1630912 1 


Bacillaceae; 
1691941 1691858 1 


84 


complete sequence 
acteria; Gammaproteobacteria; Aeromonada 


84 


164-47 16S ribosomal RNA, partial seque 
Clostridia; 


cl 
93 


ctiethylicus strain SEBR 5268 16S ribo 
lactiethylicus 
Thermoanaerobacteraceae; 


84 


train ATCC 25295 16S ribosomal RNA, 
longata Bacteria; Proteobacteria; Beta 


84 


ain 5BAC4 16S ribosomal RNA, partial s 
Betaproteobacte 


84 


84 


bosomal RNA, partial sequence 
Bacillus. 


84 


v 


219846691 
14952 
les; Aer 
219846440 
nce 
les; Eubac 
219846365 
somal RNA, 
Bacteria; 
Thermoanaerobact 
gi| 219846303 
comp 
pr 


gi 


gi 


ostridia 
gi 


oteobact 


219878461 
equence 

ria; Burkh 
219878456 


gi 


gi 


16S ribosomal RNA, partial sequence 1629885 16313 
Bacillus. 


gi|219878415 
1687712 16892 


gi|219878413 


Burkholderia 


lete sequenc 


nadales; Aeromonadaceae; Oceanimonas. 
ref|NR_027197.1] Achromobacter 
66 1457283 Achromobacter ruhlandii 
caligenaceae; Achromobacter. 
ref|NR_027186.1] Achromobacter 
1471041 1472361 Achromobacter 
les; Alcaligenaceae; Achromobacter. 
ref|NR_026283.1| Tolumonas auensis DSM 
67 1496682 Tolumonas auensis DSM 9187 
omonadaceae; Tolumonas. 
ref|NR_026031.1| Eubacterium saphenum 
1504208 1505550 Eubacterium saphenum 
teriaceae; Eubacterium. 
ref|NR_025956.1| Thermoanerobacter 
partial sequence 1505601 1507107 
Firmicutes; Clostridia; 
er. 
ref 


NR_025893.1 
e 150715 
Neisserial 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


eria; 


Sutterella 
8 Sutterella 


ref|NR_025600.1 
1622384 162383 

olderiales; Alcaligenaceae; Sutterella. 

ref|NR_025595.1| Bacillus gelatini 

69 Bacillus gelatini Bacteria; 


ref|NR_025554.1| Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 


ref|NR_025552.1 
1690867 169233 


Cellvibrio 
5 Cellvibrio 


ostraviensis Bact 
Cellvibrio. 


478036 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


478036 Bacteria_16S 


thomasii strain D 
thomasii Bacteria 
Anaerobiospirillu 


478036 Bacteria_16S 


agarivorans strai 
agarivorans Bacte 
Pseudoalteromonas 


478036 Bacteria_16S 


in LMG 19434 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


1693515 1693432 1 84 gi 
in OREX-4 16S ribosomal RNA, partial s 
eria; Firmicutes; Clostridia; Clostrid 
1742367 1742284 1 84 gi 
SM 11806 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobacteria; 


, 
m 


1754558 1754475 1 84 gi 
n KMM 255 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacter 


1765200 1765117 1 84 gi 


1 sequence 
ria; Pseud 


219878412 
equence 
iales; Pep 
219878379 
quence 
Aeromonad 


219878370 
equence 
ia; Altero 


219878361 


entericus strain CECT 5353 16S ribosomal RNA, partial sequence 


entericus Bacteri 


a; Firmicutes; Lactobacillales; 


Streptococcaceae; 


omonadales; 
ref 


toco 
ref 


ccaceae; 


ales; 


ref 


monadales; 


ref 


NR_025551.1 
1692386 16939 


NR_025518.1 
1741287 17427 
Succinivi 


NR_025509.1 
1753455 17549 


Pseu 


NR_025500.1 


Pseudomonadaceae; 
Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


di 
Des 
8 
b 


Pseudoalteromonas 
59 Pseudoalteromonas 
doalteromonadaceae; 


Streptococcus 


1764167 1765501 Streptococcus 


Streptococcus. 


478036 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


saalensis strain 
Bacteria; Firmicu 
Sedimentibacter. 


478036 Bacteria_16S 
n SG 3301 16S ribosomal RNA, partial s 
Gammaproteobacter 


neutrophila strai 
neutrophila Bacte 
Halorhodospira. 


478036 Bacteria_16S 
ain Chol-1S 16S ribosomal RNA, 
teria; 


denitrificans str 
denitrificans Bac 
Sterolibacterium. 


478036 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


strain DSM 497 16 
Firmicutes; Bacil 


Clostridia; 


Proteobacteria; 


eria; 
478036 Bacteria_16S 


lales; 
478036 Bacteria_16S 


1766662 1766579 1 


34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
478036 Bacteria_16S 


1768143 1768060 1 


ZF2 16S ribosomal RNA, partial sequence 
Clostridiales; 


1787730 1787647 1 


1836488 1836405 1 
Proteobacteria; 
1838073 1837990 1 


Firmicutes; 
1842740 1842657 1 


S ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
1879153 1879070 1 


84 gi 


84 gi 


84 gi 


84 gi 


complete 
84 gi 
84 gi 


84 gi 


en 
ales; 
219878359 
1767074 1768507 Sedimentibacter saalensis 


Clostridiales Family 


219878360 a 
ce 1765552 1767023 Alkalilimnicola halodurans 
Ectothiorhodospiraceae; 


219878344 
equence 
ia; 


219878311 
sequence 
Betaproteobacteria; 


219878310 
in DSM 6629 16S ribosomal RNA, partial sequence 
Lactobacillales; Lactobacillaceae; 
219878307 


1841624 1843132 Bacillus halodurans Bacteria; 


219878282 


thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 


thiooxidans Bacte 


strain DSM 2875 1 
Firmicutes; Clost 


strain DSM 5090 1 
Firmicutes; Clost 


strain DSM 3132 1 
Firmicutes; 


strain DSM 11334 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
478036 Bacteria_16S 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial s 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacteri 


Methylobacterium. 


478036 Bacteria_16S 


strain LMG 18435 
Firmicutes; 


ridia; 
478036 Bacteria_16S 
ridia; 
478036 Bacteria_16S 


Clostridia; 
478036 Bacteria_16S 


Bacillales; 
478036 Bacteria_16S 


ria; Proteobacteria; Betaproteobacteria; 
478036 Bacteria_16S 


1882310 1882227 1 


1883886 1883803 1 


1885466 1885383 1 


1897823 1897740 1 


1939866 1939783 1 


84 gi 


84 gi 


84 gi 


equence 
a; 


Chromatiales; 


Rhodocyclales; 


Burkholderiales; 
219878278 
6S ribosomal RNA, partial sequence 1881182 1882705 Sporomusa sphaeroides Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 
219878277 
6S ribosomal RNA, partial sequence 1882756 1884288 Sporomusa malonica Bacteria; 
Clostridiales; Veillonellaceae; Sporomusa. 
219878276 
6S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 


Clostridiales; Veillonellaceae; S 


ref|NR_025499.1| Alkalilimnicola 
Alkalilimnicola. 


ref|NR_025498.1| Sedimentibacter 


XI. Incertae Sedis; 

ref|NR_025483.1| Halorhodospira 
1786631 1787986 Halorhodospira 
Ectothiorhodospiraceae; 


ref|NR_025450.1| Sterolibacterium 
1835368 1836898 Sterolibacterium 
Rhodocyclaceae; 


ref|NR_025449.1| Lactobacillus 
1836949 1838461 Lactobacillus 
Lactobacillus. 


ref|NR_025446.1| Bacillus halodurans 


ref|NR_025421.1| Limnobacter 
1878060 1879547 Limnobacter 
Burkholderiaceae; Limnobacter. 


ref|NR_025417.1| Sporomusa sphaeroides 


ref|NR_025416.1| Sporomusa malonica 


ref|NR_025415.1| Sporomusa acidovorans 


poromusa. 
84 gi|219878265|ref|NR_025404.1| Bordetella trematum 
16S ribosomal RNA, partial sequence 1896710 1898230 Bordetella trematum Bacteria; 
ligenaceae; Bordetella. 
84 gi|219878235|ref|NR_025374.1| Methylobacterium 


1938810 1940249 Methylobacterium 


Rhizobiales; Methylobacteriaceae; 


1941410 19413271 84 gi|219878234|ref|NR_025373.1| Bacillus shackletonii 
16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 
Bacillaceae; Bacillus. 

1947614 1947531 1 84 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

1965863 1965780 1 84 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 


478036 Bacteria_16S 
subsp. parafaecalis strain G 16S ribosomal RNA, partial s 
subsp. parafaecalis Bacteria; 


Alcaligenes. 


478036 Bacteria_16S 
frisingense strain GSF30 16S ribosomal RNA, partial seque 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 


478036 Bacteria_16S 
anilini strain Anil 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobac 
478036 Bacteria_16S 
strain DSM 176 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chroma 
478036 Bacteria_16S 
strain DSM 169 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chroma 
478036 Bacteria_16S 
roseopersicina strain DSM 229 16S ribosomal RNA, partial 
roseopersicina Bacteria; 
478036 Bacteria_16S 
strain 58Eu 16S ribosomal RNA, partial sequence 


Bacteria; 


1971664 1971581 1 


1979461 1979378 1 


2025325 2025242 1 


2029860 2029777 1 


2062131 2062048 1 


Proteobacteria; 
2068152 2068069 1 


Proteobacteria; 


Betaproteob 


84 gi 


equence 
acteria; 


219878214 


nce 


2067059 20685 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


478036 Bacteria_16S 


2083597 2083514 1 


84 gi 


219878134 


johnsonii strain ATCC 33200 16S ribosomal RNA, partial sequence 
johnsonii Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


Burkholderiales; 


1964797 1966210 Alcaligenes faecalis 
Burkholderiales; Alcaligenaceae; 


ref|NR_025353.1| Herbaspirillum 
1970584 1972049 Herbaspirillum 
Oxalobacteraceae; 


84 gi|219878209|ref|NR_025348.1| Desulfobacterium 
1978326 1979852 Desulfobacterium anilini 
terales; Desulfobacteraceae; Desulfobacterium. 
84 gi|219878179|ref|NR_025318.1| Isochromatium buderi 
complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
tiaceae; Isochromatium. 
84 gi|219878176|ref|NR_025315.1| Chromatium okenii 
2028754 2030144 Chromatium okenii Bacteria; 
tiaceae; Chromatium. 
84 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
sequence 2061023 2062415 Lamprocystis 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
84 gi| 219878145 |ref|NR_025284.1| Thauera terpenica 


42 Thauera terpenica Bacteria; 
; Thauera. 
ref|NR_025273.1| Lactobacillus 

2082477 2083963 Lactobacillus 


478036 Bacteria_16S 2089608 2089525 1 84 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 
478036 Bacteria_16S 2109361 2109278 1 84 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
478036 Bacteria_16S 2113879 2113796 1 84 gi|219857659|ref|NR_025248.1| Novosphingobium 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Novosphingobium. 
478036 Bacteria_16S 2118487 2118404 1 84 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythrobacter. 

478036 Bacteria_16S 2171466 2171383 1 84 gi|219857621|ref|NR_025210.1| Cellvibrio fulvus 
strain NCIMB 8634 16S ribosomal RNA, partial sequence 2170356 2171849 Cellvibrio fulvus Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

478036 Bacteria_16S 2173017 2172934 1 84 gi|219857620|ref|NR_025209.1| Cellvibrio vulgaris 
strain NCIMB 8633 16S ribosomal RNA, partial sequence 2171900 2173400 Cellvibrio vulgaris Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

478036 Bacteria_16S 2179026 2178943 1 84 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
478036 Bacteria_16S 2195670 2195595 9 84 gi|219857602|ref|NR_025190.1| Rhodococcus 
maanshanensis strain M712 16S ribosomal RNA, partial sequence 2194621 2196031 Rhodococcus 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 
478036 Bacteria_16S 2224345 2224262 1 84 gi|219857583|ref|NR_025171.1| Thermodesulfatator 
indicus strain CIR29812 16S ribosomal RNA, partial sequence 2223220 2224715 Thermodesulfatator indicus DSM 
15286 Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfatator. 
478036 Bacteria_16S 2230499 2230416 1 84 gi|219857579|ref|NR_025167.1| Laribacter 
hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 2229404 2230862 Laribacter 
hongkongensis Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Laribacter. 
478036 Bacteria_16S 2254856 2254773 1 84 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 
478036 Bacteria_16S 2262629 2262546 1 84 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 
478036 Bacteria_16S 2265734 2265651 1 84 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 
strain ICPB 3636 16S ribosomal RNA, partial sequence 2264632 2266096 Simonsiella muelleri Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Simonsiella. 
478036 Bacteria_16S 2271887 2271804 1 84 gi|219857552|ref|NR_025140.1| Pseudoalteromonas 
ruthenica strain KMM300 16S ribosomal RNA, partial sequence 2270790 2272278 Pseudoalteromonas ruthenica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
478036 Bacteria_16S 2273359 22732761 84 gi|219857551|ref|NR_025139.1| Pseudoalteromonas 
issachenkonii strain KMM 3549 16S ribosomal RNA, partial sequence 2272329 2273774 Pseudoalteromonas 
issachenkonii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
478036 Bacteria_16S 2274921 2274838 1 84 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

478036 Bacteria_16S 2291555 2291472 1 84 gi|219857538|ref|NR_025126.1| Pseudoalteromonas 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial sequence 2290487 2291969 Pseudoalteromonas 
flavipulchra Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 


478036 Bacteria_16S 2305075 2304992 1 84 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

478036 Bacteria_16S 2306603 2306528 9 84 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 


strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 
478036 Bacteria_16S 2326367 2326284 1 84 gi|219857512|ref|NR_025100.1] Clostridium 
stercorarium subsp. leptospartum strain ATCC 35414 16S ribosomal RNA, partial sequence 2325260 2326777 
Clostridium stercorarium subsp. leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 
Clostridiaceae; Clostridium. 
478036 Bacteria_16S 2354939 2354856 1 84 gi|219857491|ref|NR_025079.1| Desulfomonile 
limimaris strain DCB-M 16S ribosomal RNA, partial sequence 2353808 2355330 Desulfomonile limimaris 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Desulfomonile. 


478036 Bacteria_16S 


strain LMG 16225 
Proteobacteria; 


Bacteria; 


psychrophilus Bac 
Methylobacter. 


478036 Bacteria_16S 
maricaloris strai 
maricaloris Bacte 


Pseudoalteromonas 


478036 Bacteria_16S 


strain DNP505 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
478036 Bacteria_16S 
somal RNA, partial sequence 2514611 2516064 Calor 


strain Z 16S ribo 
Clostridia; Clost 


478036 Bacteria_16S 


strain LSv514 16S 
Proteobacteria; D 


478036 Bacteria_16S 


palleronii strain 
palleronii Bacter 


478036 Bacteria_16S 


strain CCUG 2113 


Proteobacteria; B 


478036 Bacteria_16S 


meridiei strain S 
Bacteria; Firmicu 


478036 Bacteria_16S 


acidaminophilum s 
acidaminophilum B 


478036 Bacteria_16S 


asinigenitalis st 
asinigenitalis Ba 


478036 Bacteria_16S 


strain Se-1 16S r 


Deinococcus-Thermus; 
478036 Bacteria_16S 


intermedia strain 
Bacteria; Proteob 


478036 Bacteria_16S 


strain SWub3 16S 


Proteobacteria; B 


478036 Bacteria_16S 


straminisolvens s 
straminisolvens B 


478036 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


478036 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


478036 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Herbaspirillum. 


478036 Bacteria_16S 


strain MKT 106 16 
Proteobacteria; G 


478036 Bacteria_16S 


strain T7 16S rib 
Proteobacteria; B 


478036 Bacteria_16S 


B 
478036 Bacteria_16S 
caledonica strain 
caledonica Bacter 
478036 Bacteria_16S 
yonseiensis strai 
Firmicu 
478036 Bacteria_16S 
psychrophilus str 


2385343 2385260 1 84 gi 
etaproteobacteria; Burkholderiales; Bu 
2386867 2386784 1 84 gi 
LMG 19076 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2388394 2388312 11 93 gi 
n KBl 16S ribosomal RNA, partial seque 


ribosomal RNA, partial sequence 


2515688 2515605 1 84 gi 
ridiales; Clostridiaceae; Caloramator. 
2524787 25247041 84 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2543828 2543745 1 84 gi 
CCUG 20334 16S ribosomal RNA, partial 
ia; Proteobacteria; Betaproteobacteria 
2545385 2545302 1 84 gi 


etaproteobacteria; Burkholderiales; Co: 
2548500 2548417 1 84 gi 
10 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Peptoc 
2565299 2565216 1 84 gi 


train DSM 3953 16S ribosomal RNA, part 
acteria; Firmicutes; Clostridia; Clost 
2576134 2576051 1 84 gi 


rain UCD-1 16S ribosomal RNA, partial 
cteria; Proteobacteria; Betaproteobact 
2629996 2629913 1 84 gi 


ibosomal RNA, partial sequence 
Deinococci; Thermales; Thermaceae; 
2645275 2645192 1 84 gi 
S1 16S ribosomal RNA, partial sequenc 
acteria; Betaproteobacteria; Burkholde 
2654342 2654259 1 84 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2682896 2682813 1 84 gi 
train CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
2697608 2697525 1 84 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2705245 2705162 1 84 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
2718741 2718658 1 84 gi 
strain CPW301 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteoba 


2741326 2741247 5 84 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; A 
2744346 2744263 1 84 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 


gi 


219857470 


16S ribosomal RNA, partial sequence 2384259 23857 
holderia 


rk 
219857469 
sequence 


v 


219857468 
nce 23873 


2496307 24977 
bacterin 


ne 
219857367 


219857361 


2523668 25251 
esulfobu 


D 
219857348 
sequence 


v 


219857347 


16S ribosomal RNA, partial sequence 2544276 25457 
monadace 


ma: 
219857345 
25473 
occaceae; 
219857291 
ia 
ridiales; 
219857284 
sequence 
eria; 
219857239 


2628913 26303 


Thermus. 

219857228 
e 26441 
riales; Co 
219857222 


2653267 26546 


ocyclaceae 
219857201 
sequence 
ridiales; 
219857190 
equence 
aceae; Ano 
219857185 
sequence 
obacillace 
219857176 
al sequenc 
cteria; Bu 


219857160 


2740223 27416 
eromonad 


1t 
219857158 


2743252 27447 


mamonadace 


2768091 2768016 9 84 gi 


219857139 


Burkhold 


Burkhold 


1 sequen 


Burk 


ref|NR_025058.1| Burkholderia fungorum 
30 Burkholderia fungorum Bacteria; 
ceae; Burkholderia. 
ref|NR_025057.1| Burkholderia 
2385781 2387256 Burkholderia 
eriales; Burkholderiaceae; Burkholderia. 
ref|NR_025056.1| Thermoanaerobacter 
07 2388807 Thermoanaerobacter yonseiensis 


tes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
2440107 2440024 1 84 gi|219857428|ref|NR_025016.1| Methylobacter 

ain Z-0021 16S ribosomal RNA, complete sequence 2438995 2440521 Methylobacter 

teria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
2447748 2447665 1 84 gi|219857421|ref|NR_025009.1| Pseudoalteromonas 

n KMM636 16S ribosomal RNA, partial sequence 2446675 2448124 Pseudoalteromonas 

ria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
2497370 2497295 9 84 gi|219857385|ref|NR_024973.1| Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
eae; Nocardiaceae; Rhodococcus. 
ref|NR_024955.1| Caloramator coolhaasii 
amator coolhaasii Bacteria; Firmicutes; 
ref|NR_024949.1| Desulfotalea arctica 
53 Desulfotalea arctica Bacteria; 
lbaceae; Desulfotalea. 
ref|NR_024936.1| Hydrogenophaga 
2542716 2544225 Hydrogenophaga 
eriales; Comamonadaceae; Hydrogenophaga. 
ref |NR_024935.1| Acidovorax facilis 
86 Acidovorax facilis Bacteria; 
ae; Acidovorax. 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; 
ref|NR_024915.1 
2575008 257651 
holderiales; Alcaligenaceae; Taylorella. 
ref|NR_024867.1| Thermus scotoductus 
81 Thermus scotoductus Bacteria; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 
Eubacterium 
8 Eubacterium 
Eubacterium. 
Taylorella 
2 Taylorella 


ref |NR_024856.1 
82 2645662 Hydrog 
mamonadaceae; Hydrogenophaga. 
ref|NR_024850.1| Azoarcus communis 
16 Azoarcus communis Bacteria; 
; Azoarcus. 
ref |NR_024829.1 
2681812 268325 
Clostridiaceae; 
ref |NR_024818.1 
2696496 269800 
xybacillus. 
ref |NR_024813.1 
2704122 270562 
ae; Lactobacillu 
ref|NR_024804.1 
e 2717632 271910 
rkholderiales; O 


Hydrogenophaga 
enophaga intermedia 


Clostridium 
8 Clostridium 
Clostridium. 
Anoxybacillus 
1 Anoxybacillus 


Lactobacillus 
7 Lactobacillus 
s. 

Herbaspirillum 
5 Herbaspirillum 
xalobacteraceae; 


ref|NR_024788.1| Agarivorans albus 

76 Agarivorans albus Bacteria; 

aceae; Agarivorans. 

ref|NR_024786.1| Delftia tsuruhatensis 
07 Delftia tsuruhatensis Bacteria; 

ae; Delftia. 
ref|NR_024767.1 


Dietzia 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Dietziaceae; Diet 


Zia. 


478036 Bacteria_16S 


strain IFO 16295 


strain IAM 12409 
Proteobacteria; 


Sphingomonas. 


478036 Bacteria_16S 


huttiense strain 


huttiense Bacteria; Proteobacteria; Betaproteobacteria; 


Herbaspirillum. 


478036 Bacteria_16S 


strain JCM9731 16 
Firmicutes; 


phaeum strain PB 
Firmicutes; 


Hydrogenophilus. 


478036 Bacteria_16S 
japonensis strain 


Bacteria; 


Firmicutes; Bacil 


478036 Bacteria_16S 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, p 
wratislaviensis Bacteria; Actinobacteria; Actinobacteri 
Rhodococcus. 

478036 Bacteria_16S 


Nocardiaceae; 


strain LS-13 16S 
Proteobacteria; 


478036 Bacteria_16S 


strain 441-1 16S 
Proteobacteria; 


strain DSM 3670 1 
Firmicutes; Bacil 


478036 Bacteria_16S 


strain BSB411 16S 
Proteobacteria; 


478036 Bacteria_16S 


strain SG3902 16S 
Firmicutes; 


Bacil 
478036 Bacteria_16S 


Proteobacteria; Gammaproteobacteria; Xanthomo 
478036 Bacteria_16S 
strain JaH 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Legionellales; Leg 
478036 Bacteria_16S 


2771131 2771056 9 84 


gi 


2795279 2795196 1 84 


gi 


Clostr 
gi 


Firmicutes; Clostridia; 
2848304 2848221 1 84 


2865333 2865250 1 84 gi 
ATCC 14820 16S ribosomal RNA, partial 


2868452 2868369 1 84 gi 
ATCC 14670 16S ribosomal RNA, partial 


2881056 2880973 1 84 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2884157 2884074 1 84 


gi 


gi 


Thermoa 
gi 


Thermoanaerobacterales; 
2919098 2919015 1 84 
Proteobacteria; Betaproteobact 
2923715 2923633 1 84 gi 
12-3 16S ribosomal RNA, partial seque 


2984212 2984129 1 84 


gi 
lales; Bacillaceae; Bacillus. 


2987220 2987145 9 84 gi 


3000983 3000900 1 84 
6S ribosomal RNA, partial sequence 


gi 


sequence 
idiales; 


a; 


sequence 


equence 
eria; 


nce 
nadales; 


dae; 


219857137 
16S ribosomal RNA, partial sequence 2770058 27715 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
478036 Bacteria_16S 
transvaalensis strain SAGM1 16S ribosomal RNA, partial 
transvaalensis Bacteria; 
478036 Bacteria_16S 


nebacterineae; 
219857120 


219856892 
16S ribosomal RNA, partial sequence 2847193 28487 
Betaproteobacteria; Burkholderiales; Co 
478036 Bacteria_16S 
echinoides strain 
echinoides Bacteria; Proteobacteria; Alphaproteobacteri 


mamonadaceae; 
219856881 
sequence 
Sphingomonadales; 


219856879 
Burkholderiales; 


219856871 
2879945 28814 


219856869 
16S ribosomal RNA, partial sequence 2883064 28845 
Clostridia; 
478036 Bacteria_16S 

thermoluteolus strain TH-1 16S ribosomal RNA, partial s 
thermoluteolus Bacteria; 


naerobacteraceae; 
219856844 


Hydrogenophilales; 


219856841 
29226 


219846934 
2983106 29845 


219846932 
artial sequence 
Actinomycetales; 


ionellaceae; 
219846923 
2999867 30013 


ref|NR_024765.1| Rhodococcus jostii 
50 Rhodococcus jostii Bacteria; 
Nocardiaceae; Rhodococcus. 
ref|NR_024748.1| Alkaliphilus 
2794179 2795571 Alkaliphilus 
lostridiaceae; Alkaliphilus. 
ref|NR_024711.1| Delftia acidovorans 
14 Delftia acidovorans Bacteria; 
Delftia. 
ref|NR_024700.1| Sphingomonas 
2864276 2865738 Sphingomonas 
Sphingomonadaceae; 


Cc 


ref|NR_024698.1| Herbaspirillum 
2867356 2868845 Herbaspirillum 
Oxalobacteraceae; 


ref|NR_024690.1| Bacillus carboniphilus 
48 Bacillus carboniphilus Bacteria; 


ref|NR_024688.1| Thermacetogenium 
25 Thermacetogenium phaeum Bacteria; 
Thermacetogenium. 

ref |NR_024663.1| Hydrogenophilus 
2918000 2919460 Hydrogenophilus 
Hydrogenophilaceae; 


ref|NR_024660.1| Pseudoxanthomonas 

17 2924080 Pseudoxanthomonas japonensis 
Xanthomonadaceae; Pseudoxanthomonas. 
ref|NR_026526.1| Bacillus vedderi 

83 Bacillus vedderi Bacteria; 
ref|NR_026524.1] Rhodococcus 
2986156 2987629 Rhodococcus 
Corynebacterineae; 


2991821 2991738 1 84 gi|219846929|ref|NR_026521.1| Fluoribacter gormanii 
ribosomal RNA, partial sequence 2990709 2992158 Fluoribacter gormanii Bacteria; 
Gammaproteobacteria; Legionellales; Legionellaceae; Fluoribacter. 
2993311 2993228 1 84 gi|219846928|ref|NR_026520.1| Legionella brunensis 
ribosomal RNA, partial sequence 2992209 2993681 Legionella brunensis Bacteria; 


Legionella. 
ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


478036 Bacteria_16S 
strain HN3-7 16S 
Deinococcus-Thermus; 
478036 Bacteria_16S 


dextrinosolvens s 


dextrinosolvens Bacteria; 


Succinivibrio. 


478036 Bacteria_16S 


mechernichensis s 


mechernichensis Bacteria; 
478036 Bacteria_16S 


histidinovorans s 


histidinovorans Bacteria; 


lales; Bacillaceae; Geobacillus. 
3014605 3014522 1 84 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
3017676 3017593 1 84 gi|219846912|ref|NR_026504.1| Orenia salinaria 
ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
3020563 3020480 1 84 gi|219846910|ref|NR_026502.1| Thermus antranikianii 
ribosomal RNA, partial sequence 3019481 3020955 Thermus antranikianii Bacteria; 
Deinococci; Thermales; Thermaceae; Thermus. 
3057151 3057068 1 84 gi|219846884|ref|NR_026476.1| Succinivibrio 
train 0554 16S ribosomal RNA, partial sequence 3056079 3057541 Succinivibrio 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
3061731 3061648 1 84 gi|219846881|ref|NR_026473.1| Thauera 
train TL1 16S ribosomal RNA, partial sequence 3060645 3062135 Thauera 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
3088694 3088611 1 84 gi|219846863|ref|NR_026455.1| Natronincola 


478036 Bacteria_16S 


train Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 
3173151 3173068 1 84 gi|219846806|ref|NR_026398.1| Thiorhodococcus minor 


strain CE2203 16S 


ribosomal RNA, partial sequence 


3172065 31735 


14 Thiorhodococcus minor Bacteria; 


Proteobacteria; 


Gammaproteobacteria; Chromatiales; Chroma 


478036 Bacteria_16S 
mathranii strain 
Bacteria; Firmicutes; 
478036 Bacteria_16S 


sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 


3174659 3174577 11 


A3 16S ribosomal RNA, partial sequence 
Thermoanaerobacterale 


Clostridia; 
3197683 3197600 1 


tiaceae; Thiorhodococcus. 
93 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
3173565 3175071 Thermoanaerobacter mathranii 


s; Thermoanaerobacteraceae; Thermoanaerobacter. 
84 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
3196654 3198070 Sandaracinobacter 


sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; 


Sandaracinobacter. 


Sphingomonadales; 


Sphingomonadaceae; 


478036 Bacteria_16S 3203605 3203522 1 84 gi| 219846786 |ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

478036 Bacteria_16S 3221745 3221662 1 84 gi|219846773|ref|NR_026365.1| Janthinobacterium 
lividum strain DSM 1522 16S ribosomal RNA, partial sequence 3220651 3222119 Janthinobacterium lividum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Janthinobacterium. 
478036 Bacteria_16S 3223264 32231811 84 gi|219846772|ref|NR_026364.1| Janthinobacterium 
agaricidamnosum strain Wlr3 16S ribosomal RNA, partial sequence 3222170 3223638 Janthinobacterium 
agaricidamnosum Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Janthinobacterium. 

478036 Bacteria_16S 3238506 3238423 1 84 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 

478036 Bacteria_16S 3274603 3274520 1 84 gi| 219846738 |ref|NR_026330.1| Eubacterium callanderi 
strain DSM 3662 16S ribosomal RNA, partial sequence 3273522 3274995 Eubacterium callanderi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

478036 Bacteria_16S 3276112 3276029 1 84 gi|219846737|ref|NR_026329.1| Acetobacterium bakii 
strain DSM 8239 16S ribosomal RNA, partial sequence 3275046 3276504 Acetobacterium bakii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

478036 Bacteria_16S 3277631 3277548 1 84 gi|219846736|ref|NR_026328.1| Acetobacterium 
fimetarium strain DSM 8238 16S ribosomal RNA, partial sequence 3276555 3278023 Acetobacterium 
fimetarium Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

478036 Bacteria_16S 3279140 3279057 1 84 gi|219846735|ref|NR_026327.1| Acetobacterium 
paludosum strain DSM 8237 16S ribosomal RNA, partial sequence 3278074 3279532 Acetobacterium 
paludosum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

478036 Bacteria_16S 3280659 3280576 1 84 gi|219846734|ref|NR_026326.1| Acetobacterium malicum 
strain DSM 4132 16S ribosomal RNA, partial sequence 3279583 3281051 Acetobacterium malicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

478036 Bacteria_16S 3282178 3282095 1 84 gi|219846733|ref|NR_026325.1| Acetobacterium 
carbinolicum strain DSM 2925 16S ribosomal RNA, partial sequence 3281102 3282570 Acetobacterium 
carbinolicum Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

478036 Bacteria_16S 3283702 3283619 1 84 gi|219846732|ref|NR_026324.1| Acetobacterium 
wieringae strain DSM 1911 16S ribosomal RNA, partial sequence 3282621 3284094 Acetobacterium 
wieringae Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

478036 Bacteria_16S 3285227 3285144 1 84 gi|219846731|ref|NR_026323.1| Acetobacterium woodii 
strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Acetobacterium. 

478036 Bacteria_16S 3336904 3336833 12 83 gi|219846694|ref|NR_026286.1| Mycobacterium hodleri 
strain DSM 44183 16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium hodleri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 3350625 3350542 1 84 gi|219846684|ref|NR_026276.1| Paucimonas lemoignei 
strain LMG 2207 16S ribosomal RNA, partial sequence 3349528 3351015 Paucimonas lemoignei Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Paucimonas. 

478036 Bacteria_16S 3388830 3388747 1 84 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

478036 Bacteria_16S 3421985 3421902 1 84 gi|219846630|ref|NR_026222.1| Pseudoalteromonas 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 3422329 Pseudoalteromonas 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

478036 Bacteria_16S 3423470 3423387 1 84 gi|219846629|ref|NR_026221.1| Pseudoalteromonas 
luteoviolacea strain NCIMB 1893 16S ribosomal RNA, partial sequence 3422380 3423810 Pseudoalteromonas 
luteoviolacea Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

478036 Bacteria_16S 3426430 3426347 1 84 gi|219846627|ref|NR_026219.1| Pseudoalteromonas 
aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 3425334 3426769 Pseudoalteromonas 
aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

478036 Bacteria_16S 3427911 3427828 1 84 gi|219846626|ref|NR_026218.1| Pseudoalteromonas 
atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 3426820 3428242 Pseudoalteromonas 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

478036 Bacteria_16S 3472987 3472912 9 84 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

478036 Bacteria_16S 3477571 3477496 9 84 gi| 219846591 |ref|NR_026183.1| Rhodococcus 


marinonascens strain DSM 43752 16S ribosomal RNA, partial sequence 3476498 3477971 Rhodococcus 
marinonascens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rhodococcus. 


478036 Bacteria_16S 


strain DSM 8722 1 
Firmicutes; Bacil 


478036 Bacteria_16S 
DSM 6307 16S ribo 


Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 3556835 3556752 1 84 gi|219846538|ref|NR_026130.1 
strain 106 16S ribosomal RNA, partial sequence 3555718 3557247 Zoogloea 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 
478036 Bacteria_16S 3576491 3576408 1 84 gi|219846525|ref|NR_026117.1 
strain WO-44C 16S ribosomal RNA, partial sequence 3575389 35768 

Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
478036 Bacteria_16S 3582425 3582342 1 84 gi|219846521|ref|NR_026113.1 
stercorarium subsp. thermolacticum strain TX41 16S ribosomal RNA, partial sequenc 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


somal RNA, complete sequence 


3538250 3538167 1 84 gi|219846551|ref|NR_026143.1 
6S ribosomal RNA, partial sequence 3537139 3538644 Bacillus 
lales; Bacillaceae; Bacillus. 

3546060 3545977 1 84 gi| 219846546 |ref|NR_026138.1 


3544949 35464 


54 Bacillus 


cohnii Bacteria; 


Clostridia; 


Bacillus gibsonii 


gibsonii Bacteria; 


Bacillus cohnii strain 
Firmicutes; 


Zoogloea ramigera 


ramigera Bacteria; 


Legionella feeleii 


54 Legionella feeleii Bacteria; 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Clostridiaceae; Clostridium. 

478036 Bacteria_16S 3591735 3591652 1 84 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

478036 Bacteria_16S 3594793 35947101 84 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 3627908 3627825 1 84 gi| 219846487 |ref|NR_026079.1| Neisseria gonorrhoeae 
strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisseria gonorrhoeae 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

478036 Bacteria_16S 3631081 3630998 1 84 gi|219846485|ref|NR_026077.1| Geobacter pelophilus 


strain Dfr2 16S r 
Proteobacteria; D 


478036 Bacteria_16S 


succiniciproducen 
succiniciproducen 
Anaerobiospirillu 


478036 Bacteria_16 


strain IC079 16S 


Proteobacteria; G 


478036 Bacteria_16S 


hassiacum strain 
Bacteria; Actinob 
Mycobacterium. 


478036 Bacteria_16S 


sporothermodurans 
sporothermodurans 


478036 Bacteria_16S 


strain 34-P 16S r 


ibosomal RNA, partial sequence 
eltaproteobacteria; Desulfuromonadales 
3634066 3633983 1 84 gi 
s strain S411 16S ribosomal RNA, parti 
s Bacteria; Proteobacteria; Gammaprote 
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’ 


al 
ob 


s 3661624 3661545 5 84 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alt 
3722021 3721946 8 83 gi 
3849 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


ce 
al 


3723598 3723515 1 84 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3795188 3795105 1 84 gi 
ibosomal RNA, partial sequence 


1 
il 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 
478036 Bacteria_16S 3804267 3804184 1 84 gi|219846360|ref|NR_025951.1 
strain 18323 16S ribosomal RNA, partial sequence 3803146 38046 

Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
478036 Bacteria_16S 3805781 3805698 1 84 gi|219846359|ref|NR_025950.1 
parapertussis strain 522 16S ribosomal RNA, partial sequence 3804660 380612 
parapertussis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alca 
478036 Bacteria_16S 3807295 3807212 1 84 gi| 219846358 |ref|NR_025949.1 
bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 3806174 380763 
bronchiseptica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alc 
478036 Bacteria_16S 3842269 3842186 1 84 gi|219846334|ref|NR_025924.1 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halana 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobiu 
478036 Bacteria_16S 3851289 3851206 1 84 gi|219846328|ref|NR_025918.1 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 385021 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Rumino 
Ruminococcaceae. 

478036 Bacteria_16S 3852801 3852718 1 84 gi|219846327|ref|NR_025917.1 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 385319 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; 
478036 Bacteria_16S 3875693 3875610 1 84 gi|219846312|ref|NR_025902.1 
strain CDC 8142 16S ribosomal RNA, partial sequence 3874615 38761 

Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 
478036 Bacteria_16S 3880302 3880219 1 84 gi|219846309|ref|NR_025899.1 
strain RT4. Bl 16S ribosomal RNA, complete sequence 3879197 38807 

Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

478036 Bacteria_16S 3883439 3883357 11 93 gi| 219846307 |ref|NR_025897.1 


brockii subsp. 


3629961 36314 


219846483 


219846464 
3660516 36619 
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219846367 
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ref|NR_026075.1 
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35 Geobacter pelophilus Bacteria; 


r. 
Anaerobiospirillum 

8 Anaerobiospirillum 

Succinivibrionaceae; 


Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 
Mycobacterium 
cterium hassiacum 
ycobacteriaceae; 


Bacillus 
9 Bacillus 


Polaromonas vacuolata 


49 Polaromonas vacuolata Bacteria; 


Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella 

3 Bordetella 

ligenaceae; Bordetella. 
Bordetella 

7 Bordetella 
aligenaceae; Bordetella. 
Halanaerobium 

erobium lacurosei 

m. 

Bacteroides 

8 3851681 Bacteroides 
coccaceae; unclassified 


Acetivibrio 
5 Acetivibrio 
Acetivibrio. 
Neisseria weaveri 


01 Neisseria weaveri Bacteria; 


Caloramator fervidus 


15 Caloramator fervidus Bacteria; 


388233 


Thermoanaerobacter 
8 3883860 


Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 
478036 Bacteria_16S 
stercoraria strai 
stercoraria Bacte 
478036 Bacteria_16S 
UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteri 
478036 Bacteria_16S 
extorquens strain 
extorquens Bacter 


Methylobacterium. 


478036 Bacteria_16S 


strain FR2 16S ri 
Proteobacteria; 


strain 2761 16S 


Proteobacteria; 


capsulatum Bacter 
Novosphingobium. 


478036 Bacteria_16S 


strain IAM 12670 


Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 
478036 Bacteria_16S 3975236 3975153 1 84 gi|219846242|ref|NR_025832.1 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 397555 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiace 
Rhizobium/Agrobacterium group; Agrobacterium. 

478036 Bacteria_16S 3994221 3994138 1 84 gi|219846229|ref|NR_025819.1 
strain GS5-97 16S ribosomal RNA, partial sequence 3993148 39945 

Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

478036 Bacteria_16S 3995690 3995607 1 84 gi|219846228|ref|NR_025818.1 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
478036 Bacteria_16S 3998675 3998592 1 84 gi|219846226|ref|NR_025816.1 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 399906 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryt 
Porphyrobacter. 

478036 Bacteria_16S 4001599 4001516 1 84 gi|219846224|ref|NR_025814.1 
flavimaris strain SW-151 16S ribosomal RNA, partial sequence 4000552 400199 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Sphingopyxis. 

478036 Bacteria_16S 4006159 4006076 1 84 gi|219846221|ref|NR_025811.1 
chungwhensis strain BH030046 16S ribosomal RNA, partial sequence 4005071 400647 
chungwhensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alte 
Salinimonas. 

478036 Bacteria_16S 4018191 4018108 1 84 gi|219846211|ref|NR_025801.1 
strain SW-154 16S ribosomal RNA, partial sequence 4017086 40185 

Proteobacteria; Gammaproteobacteria; Kangiella. 

478036 Bacteria_16S 4038069 4037986 1 84 gi|219846198|ref|NR_025788.1 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomo 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

478036 Bacteria_16S 4053044 4052961 1 84 gi|219846185|ref|NR_025775.1 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudo 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 
Pseudoalteromonas. 

478036 Bacteria_16S 4060566 4060483 1 84 gi|219846180|ref|NR_025770.1 
violaceinigra strain YIM 31327 16S ribosomal RNA, partial sequence 4059499 406093 
violaceinigra Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxal 
478036 Bacteria_16S 4122633 4122558 9 84 gi|219846135|ref|NR_025725.1 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 412305 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rho 
Petrobacter. 

478036 Bacteria_16S 4176433 41763501 84 gi|219846096|ref|NR_025686.1 
strain LMG 5911 16S ribosomal RNA, partial sequence 4175338 4176783 Achromobacter 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacte 
478036 Bacteria_16S 4177918 4177835 1 84 gi|219846095|ref|NR_025685.1 
insolitus strain LMG 6003 16S ribosomal RNA, partial sequence 4176834 417830 
insolitus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcalige 
478036 Bacteria_16S 4194760 4194677 1 84 gi|219846079|ref|NR_025669.1 
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ref 
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ref 
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Clostridia; 


Vitreoscilla 
4 3888512 Vitreoscilla 
ceae; Vitreoscilla. 
Kingella oralis strain 
ria; Proteobacteria; 


Methylobacterium 
1 Methylobacterium 


teriaceae; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Rhodocyclus tenuis 


95 Rhodocyclus tenuis Bacteria; 


Novosphingobium 
8 Novosphingobium 
gomonadaceae; 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Agrobacterium 
6 Agrobacterium 
ae; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 
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81 Kangiella aquimarina Bacteria; 


Thiomonas intermedia 
nas intermedia Bacteria; 
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alteromonas aliena 
aceae; 


Duganella 
7 Duganella 
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Petrobacter 
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docyclaceae; 
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Achromobacter spanius 
Sspanius Bacteria; 
rs 
Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 


Kerstersia gyiorum 


strain LMG 5906 16S ribosomal RNA, partial sequence 4193672 4195085 Kerstersia gyiorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 


478036 Bacteria_16S 4208198 4208115 1 84 gi|219846070|ref|NR_025660.1| Carboxydocella 
thermautotrophica strain 41 16S ribosomal RNA, partial sequence 4207086 4208540 Carboxydocella 
thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. Incertae 
Sedis; Carboxydocella. 

478036 Bacteria_16S 4214310 42142271 84 gi|219846065|ref|NR_025655.1| Pseudoalteromonas 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 4214713 Pseudoalteromonas 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

478036 Bacteria_16S 4215865 4215782 1 84 gi|219846064|ref|NR_025654.1| Pseudoalteromonas 
paragorgicola strain KMM 3548 16S ribosomal RNA, partial sequence 4214764 4216269 Pseudoalteromonas 
paragorgicola Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

478036 Bacteria_16S 4238555 4238480 8 83 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
strain R18165 16S ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
478036 Bacteria_16S 19157 19087 12 82 gi| 265679051 |ref|NR_029359.1| Hymenobacter 
roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 18082 19577 Hymenobacter 
roseosalivarius Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; 
Hymenobacter. 

478036 Bacteria_16S 43360 43290 14 84 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

478036 Bacteria_16S 46380 46306 9 83 gi|265679033|ref|NR_029341.1| Mycobacterium goodii 
strain M069 16S ribosomal RNA, partial sequence 45374 46777 Mycobacterium goodii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 55661 55579 2 84 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 


strain J1-31B-1 16S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 

478036 Bacteria_16S 79614 79532 2 84 gi|265679011|ref|NR_029319.1| Pseudomonas 
anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 78587 79994 Pseudomonas 
anguilliseptica Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

478036 Bacteria_16S 85646 85576 14 84 gi|265679006|ref|NR_029314.1| Nocardiopsis 
dassonvillei subsp. dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 

478036 Bacteria_16S 108553 108479 9 83 gi|265678990|ref|NR_029298.1| Mycobacterium 
conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 107522 108917 Mycobacterium 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

478036 Bacteria_16S 221732 221658 9 83 gi|265678915|ref|NR_029223.1| Mycobacterium 
genavense strain 2289 16S ribosomal RNA, partial sequence 220659 222097 Mycobacterium genavense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

478036 Bacteria_16S 226213 226139 9 83 gi|265678912|ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 227720 227646 9 83 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

478036 Bacteria_16S 229226 229152 9 83 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 243211 243137 9 83 gi|265678900|ref|NR_029208.1| Mycobacterium 
novocastrense strain 73 16S ribosomal RNA, complete sequence 242123 243639 Mycobacterium 
novocastrense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
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Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

478036 Bacteria_16S 399185 399115 14 84 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

478036 Bacteria_16S 405400 405330 14 84 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

478036 Bacteria_16S 441060 440978 2 84 gi|265678761|ref|NR_029066.1| Mesoplasma photuris 
strain PUPA-2 16S ribosomal RNA, partial sequence 439970 441476 Mesoplasma photuris Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

478036 Bacteria_16S 445658 445576 2 84 gi| 265678758 |ref|NR_029063.1| Pseudomonas 
rhizosphaerae strain IH5 16S ribosomal RNA, complete sequence 444544 446074 Pseudomonas 
rhizosphaerae Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

478036 Bacteria_16S 450239 450169 14 84 gi|265678755|ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

478036 Bacteria_16S 458010 457928 2 84 gi| 265678746 |ref|NR_029051.1| Pseudomonas salomonii 
strain CFBP 2022 16S ribosomal RNA, partial sequence 456977 458350 Pseudomonas salomonii Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

478036 Bacteria_16S 459462 459380 2 84 gi|265678745|ref|NR_029050.1| Pseudomonas 
palleroniana strain CFBP 4389 16S ribosomal RNA, partial sequence 458401 459808 Pseudomonas 
palleroniana Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

478036 Bacteria_16S 460928 460858 14 84 gi|265678744|ref|NR_029049.1| Amycolatopsis 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 Amycolatopsis 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

478036 Bacteria_16S 462456 462386 14 84 gi|265678743|ref|NR_029048.1| Kribbella antibiotica 
strain YIM 31530 16S ribosomal RNA, partial sequence 461374 462854 Kribbella antibiotica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
478036 Bacteria_16S 469967 469897 14 84 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

478036 Bacteria_16S 471559 471477 2 84 gi| 265678737 |ref|NR_029042.1| Pseudomonas lini 
strain DLE411J 16S ribosomal RNA, partial sequence 470446 471990 Pseudomonas lini Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

478036 Bacteria_16S 480708 480634 9 83 gi|265678731|ref|NR_029036.1| Mycobacterium 
boenickei strain W5998 16S ribosomal RNA, partial sequence 479623 481120 Mycobacterium boenickei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

478036 Bacteria_16S 531301 531227 9 83 gi| 265678698 |ref|NR_029003.1| Mycobacterium chimaera 
strain FI-0169 16S ribosomal RNA, partial sequence 530243 531694 Mycobacterium chimaera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 

478036 Bacteria_16S 538940 538866 9 83 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

478036 Bacteria_16S 554187 554117 14 84 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

478036 Bacteria_16S 555752 555670 2 84 gi| 265678682 |ref|NR_028987.1| Pseudomonas trivialis 
strain P 513/19 16S ribosomal RNA, partial sequence 554659 556150 Pseudomonas trivialis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

478036 Bacteria_16S 557294 557212 2 84 gi|265678681|ref|NR_028986.1| Pseudomonas poae 


strain P 527/13 16S ribosomal RNA, partial sequence 556201 557692 Pseudomonas poae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
478036 Bacteria_16S 600853 600783 14 84 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

478036 Bacteria_16S 617890 617816 9 83 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

478036 Bacteria_16S 625298 625224 9 83 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
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478036 Bacteria_16S 838981 838911 14 84 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
478036 Bacteria_16S 855505 855435 14 84 gi|265678475|ref|NR_028778.1| Propionibacterium 
microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
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478036 Bacteria_16S 881206 881136 14 84 gi| 265678458 |ref|NR_028760.1| Lentzea californiensis 

strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 

Lentzea. 

478036 Bacteria_16S 913409 913339 14 84 gi|265678436|ref|NR_028738.1| Lechevalieria 

aerocolonigenes strain NRRL B-3298 16S ribosomal RNA, partial sequence 912332 913840 Lechevalieria 

aerocolonigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 

Actinosynnemataceae; Lechevalieria. 

478036 Bacteria_16S 914967 914897 14 84 gi|265678435|ref|NR_028737.1| Actinosynnema 

pretiosum subsp. pretiosum strain C-15003 16S ribosomal RNA, partial sequence 913891 915394 
Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 

Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Actinosynnema. 

478036 Bacteria_16S 933564 933494 14 84 gi|265678423|ref|NR_028725.1| Lactobacillus 

salivarius strain HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 

salivarius Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 961437 961355 2 84 gi|265678404|ref|NR_028706.1| Pseudomonas veronii 

strain CIP 104663 16S ribosomal RNA, complete sequence 960323 961843 Pseudomonas veronii Bacteria; 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

478036 Bacteria_16S 982728 982646 2 84 gi| 265678389 |ref|NR_028691.1| Entomoplasma freundtii 

strain BARC318 16S ribosomal RNA, complete sequence 981620 983141 Entomoplasma freundtii Bacteria; 

Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

478036 Bacteria_16S 1013482 1013400 2 84 gi|265678369|ref|NR_028671.1| Moraxella caviae 

strain GP11 16S ribosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

478036 Bacteria_16S 1014978 1014896 2 84 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 

199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 

Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

478036 Bacteria_16S 1016474 1016392 2 84 gi| 265678367 |ref|NR_028669.1| Moraxella catarrhalis 

strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 

Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

478036 Bacteria_16S 1017971 1017889 2 84 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 

L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 

Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

478036 Bacteria_16S 1031710 1031640 14 84 gi| 265678357 |ref|NR_028659.1| Micromonospora 

auratinigra strain TT1-11 16S ribosomal RNA, partial sequence 1030633 1032114 Micromonospora 

auratinigra Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 

Micromonosporaceae; Micromonospora. 

478036 Bacteria_16S 1045561 1045491 14 84 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 

strain YZ-96 16S ribosomal RNA, partial sequence 1044481 1045988 Nocardia shimofusensis Bacteria; 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

478036 Bacteria_16S 1048630 1048560 14 84 gi|265678346|ref|NR_028648.1| Micromonospora eburnea 
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1047573 1049049 Micromonospora eburnea Bacteria; 
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Micromonospora. 


478036 Bacteria_16S 1083101 1083031 14 84 gi|265678321|ref|NR_028623.1| Lactobacillus equi 
strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 1083461 Lactobacillus equi Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 1086068 1085998 14 84 gi|265678319|ref|NR_028621.1| Streptomyces tauricus 
strain JCM 4837 16S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces tauricus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
478036 Bacteria_16S 1089221 1089139 2 84 gi|265678317|ref|NR_028619.1| Pseudomonas 
psychrophila strain E-3 16S ribosomal RNA, partial sequence 1088107 1089634 Pseudomonas psychrophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

478036 Bacteria_16S 1090733 1090663 14 84 gi|265678316|ref|NR_028618.1| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 
roseoviolacea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Nonomuraea. 

478036 Bacteria_16S 1098193 1098123 14 84 gi|265678311|ref|NR_028613.1| Streptomyces 
scabrisporus strain KM-4927 16S ribosomal RNA, partial sequence 1097121 1098599 Streptomyces 
scabrisporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

478036 Bacteria_16S 1099702 1099632 14 84 gi|265678310|ref|NR_028612.1| Acrocarpospora 
macrocephala strain IFO 16266 16S ribosomal RNA, partial sequence 1098650 1100098 Acrocarpospora 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Acrocarpospora. 

478036 Bacteria_16S 1107270 1107200 14 84 gi|265678304|ref|NR_028606.1| Nonomuraea longicatena 
strain NRRL 15532 16S ribosomal RNA, partial sequence 1106217 1107715 Nonomuraea longicatena 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Nonomuraea. 

478036 Bacteria_16S 1108821 1108751 14 84 gi|265678303|ref|NR_028605.1| Microbispora corallina 
strain DF-32 16S ribosomal RNA, partial sequence 1107766 1109207 Microbispora corallina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Microbispora. 

478036 Bacteria_16S 1122544 1122462 2 84 gi|228715451|ref|NR_027532.1| Ureaplasma parvum 
serovar 3 str. ATCC 27815 16S ribosomal RNA, partial sequence 1121455 1122893 Ureaplasma parvum 
serovar 3 str. ATCC 27815 Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

478036 Bacteria_16S 1131511 1131441 14 84 gi|253680769|ref|NR_028017.1| Nocardiopsis exhalans 
strain ES10.1 16S ribosomal RNA, partial sequence 1130448 1131904 Nocardiopsis exhalans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
478036 Bacteria_16S 1145221 1145139 2 84 gi|253680760|ref|NR_028008.1| Pseudomonas 
thermotolerans strain CM3 16S ribosomal RNA, partial sequence 1144133 1145561 Pseudomonas 
thermotolerans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

478036 Bacteria_16S 1148177 1148107 14 84 gi|253680758|ref|NR_028006.1| Nocardia ignorata 
strain IMMIB R-1434 16S ribosomal RNA, partial sequence 1147115 1148603 Nocardia ignorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

478036 Bacteria_16S 1219188 1219118 14 84 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

478036 Bacteria_16S 1250968 1250894 9 83 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

478036 Bacteria_16S 1272111 1272029 2 84 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
2077 16S ribosomal RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

478036 Bacteria_16S 1279397 1279315 2 84 gi|219846093|ref|NR_025683.1| Mesoplasma corruscae 
strain ELCA-2 16S ribosomal RNA, partial sequence 1278319 1279803 Mesoplasma corruscae Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

478036 Bacteria_16S 1280883 1280813 14 84 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 
DSM 15272 16S ribosomal RNA, partial sequence 1279854 1281210 Aeromicrobium marinum DSM 15272 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Aeromicrobium. 

478036 Bacteria_16S 1282348 1282266 2 84 gi|219846087|ref|NR_025677.1| Entomoplasma somnilux 
strain PYAN-1 16S ribosomal RNA, partial sequence 1281261 1282749 Entomoplasma somnilux Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

478036 Bacteria_16S 1300443 1300373 14 84 gi|219846779|ref|NR_026371.1| Kribbella koreensis 
strain LM 161 16S ribosomal RNA, complete sequence 1299363 1300872 Kribbella koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
478036 Bacteria_16S 1326546 1326476 14 84 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

478036 Bacteria_16S 1399162 1399080 2 84 gi|228715357|ref|NR_027529.1| Gemmatimonas 


aurantiaca strain T-27 16S ribosomal RNA, partial sequence 


Bacteria; Gemmati 


monadetes; Gemmatimonadales; Gemmatimona 


daceae; 


Gemm 


atimonas. 


1398084 1399529 Gemmatimonas aurantiaca T-27 


478036 Bacteria_16S 


strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 14160 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


478036 Bacteria_16S 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 14315 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospiril 


478036 Bacteria_16S 
strain LM 036 16S 


478036 Bacteria_16S 


1415645 1415563 2 


1432619 1432549 14 


1440308 1440238 14 


1446483 1446401 2 


84 


84 


84 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


84 


strain R7 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


478036 Bacteria_16S 


endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; 


1452434 1452364 14 


Micromonosporaceae; Micromonospora. 


478036 Bacteria_16S 
subsp. 
subsp. 
Mycobacteriaceae; 
478036 Bacteria_16S 
subsp. 
subsp. 
Streptomycetaceae; 
478036 Bacteria_16S 
caeruleus subsp. 

Couchioplanes 
Actinomycetales; 
478036 Bacteria_16S 


pseudovaccinii strain DSM 43406 16S ribosomal RNA, partial sequen 
pseudovaccinii Bacteria; Actinobacteria; Actinobacteridae; 


1476543 1476469 9 


1488807 1488737 14 


1494816 1494746 14 


caeruleus subsp. 


1521724 1521654 14 


Nocardiaceae; Nocardia. 


478036 Bacteria_16S 
strain ATCC 25258 
Bacteria; Firmicutes; 
478036 Bacteria_16S 


strain JCM3369 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
478036 Bacteria_16S 


strain JCM3146 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 
478036 Bacteria_16S 
oligospora strain 


Thermomonosporaceae; 
478036 Bacteria_16S 


matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial seque 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinom 


1526382 1526312 14 


Lactobacillales; 
1527884 1527814 14 


1529388 1529318 14 


1530898 1530828 14 


Actinomadura. 
1532436 1532366 14 


Micromonosporaceae; Micromonospora. 


478036 Bacteria_16S 


strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 15358 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
478036 Bacteria_16S 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
478036 Bacteria_16S 


strain NRRL B-16238 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


478036 Bacteria_16S 


globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequen 
globicatena Bacteria; Actinobacteria; Actinobacteridae; 


Actinosynnemataceae; 
478036 Bacteria_16S 
diospyrosa strain 
diospyrosa Bacteria; 
Actinosynnemataceae; 
478036 Bacteria_16S 


pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 


1535432 1535362 14 


1538503 1538433 14 


Saccharothrix. 
1540064 1539994 14 


1541613 1541543 14 


Actinokineospora. 
1543173 1543103 14 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 


Actinokineospora. 
1564027 1563957 14 


84 


83 


2 
avium strain DSM 44156 16S ribosomal RNA, partial sequence 
avium Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium complex (MAC 


84 


rimosus strain JCM 4667 16S ribosomal RNA, 
rimosus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


84 


caeruleus strain DSM 44103 16S ribosomal 


84 


84 


16S ribosomal RNA, partial sequence 
Lactobacillaceae; 


84 


84 


84 


ATCC 43269 16S ribosomal RNA, partial sequence 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 


84 


84 


84 


84 


84 


84 


NRRL B-24047 16S ribosomal RNA, partial 


84 


complete sequen 


gi|224581448 


gi| 224581434 


gi|224581428 
1439230 14407 


gi|224581423 
1445391 14468 


gi| 224581419 
Actinomyc 
gi|219878445 
Actinomy 
gi| 219857134 


Actino: 


gi| 219846703 
RNA, pa 


Couchiop 
gi|219857610 


Actino: 


gi| 219857499 
15252 
Lactobac 
gi| 219857435 
1526835 15282 
Streptosporang 


gi| 219857434 
1528339 15297 
Streptosporang 


gi|219857433 


gi| 219857427 


gi|219857414 
Streptosporang 
gi| 219857377 
sequence 


Actinomyc 


gi| 219857376 
15389 


gi] 219857375 


gi| 219857374 
sequenc 


seudomonadaceae; 


Actinomycetales; 


ref |NR_027230.1 


ref|NR_027216.1 
lum. 


ref|NR_027210.1 


ref|NR_027204.1 
81 Psychrobacter 


ref|NR_027200.1 
1451367 145284 
etales; 


ref|NR_025584.1 

1475465 147693 
cetales; 
). 
ref|NR_024762.1 
ce 1487741 148922 
mycetales; 


ref|NR_026295.1 
rtial sequence 


lanes. 
ref|NR_025199.1 
ce 1520665 152215 
mycetales; Coryn 


ref |NR_025087.1 
89 1526784 Lactob 
illus. 
ref |NR_025023.1 


ineae; Thermomon 


ref|NR_025022.1 


ineae; Thermomon 
ref|NR_025021.1 

1529847 153130 
tales; Streptosp 


ref 
nce 
ycetales; 


NR_025015.1 
153135 


ref|NR_025002.1 
13 Actinomadura 
ineae; Thermomon 


ref|NR_024965.1 
1537426 153893 
etales; Pseudono 


ref|NR_024964.1 
86 1540484 Crossi 
Pseudonocar 
ref|NR_024963.1 
ce 1540535 154204 
Pseudono 


ref|NR_024962.1 
e 1542095 154360 


gi| 219846103 


Pseudomonas marginalis 


42 Pseudomonas marginalis Bacteria; 
Pseudomonas. 


Leptospirillum 


17 1433000 Leptospirillum ferrooxidans 


Lentzea violacea 


37 Lentzea violacea Bacteria; 
Actinosynnemataceae; 


Lentzea. 
Psychrobacter arenosus 
arenosus Bacteria; 


Psychrobacter. 


Micromonospora 
3 Micromonospora 


Micromonosporineae; 


Mycobacterium avium 
6 Mycobacterium avium 


Corynebacterineae; 


Streptomyces rimosus 
5 Streptomyces rimosus 


Streptomycineae; 


Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporineae; Micromonosporaceae; 


Nocardia 
6 Nocardia 
ebacterineae; 


Lactobacillus jensenii 
acillus jensenii 


Actinomadura yumaensis 


88 Actinomadura yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Micromonospora 
9 1532864 Micromonospora 


Micromonosporineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


ref|NR_025693.1 


156296 


Amycolatopsis 
4 1564361 Amycolatopsis 


pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


478036 Bacteria_16S 


strain MK27-91F2 


strain JCM 9114 1 


2782 Bacteria; Fi 


478036 Bacteria_16S 


strain SP1402 16S 
Proteobacteria; G 


478036 Bacteria_16S 


strain DSM 40258 


tubercidicus stra 
tubercidicus Bact 
Streptomycetaceae 


478036 Bacteria_16S 


subsp. paromomyci 
rimosus subsp. pa 
Streptomycineae; 


478036 Bacteria_16S 


chrestomyceticus 
chrestomyceticus 
Streptomycetaceae 


478036 Bacteria_16S 


sclerotialus stra 
sclerotialus Bact 
Streptomycetaceae 


478036 Bacteria_16S 


strain DSM 43049 
Actinobacteria; A 


478036 Bacteria_16S 


olivaceisclerotic 
olivaceisclerotic 
Streptomycetaceae 


478036 Bacteria_16S 


strain DSM 40597 
Actinobacteria; A 


e; Amycolatopsis. 


1574589 1574519 14 84 gi 


1576115 1576045 14 84 gi 


1577644 1577570 10 
2782 16S ribosomal RNA, 
rmicutes; Clostridia; Clostridiales; C 
1579208 1579126 2 84 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1589901 1589831 14 84 gi 


84 gi 
complete sequen 


lo 


se 


Stre 
1591449 1591379 14 84 gi 
in DSM 40261 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1592997 1592927 14 84 gi 
nus strain DSM 41429 16S ribosomal RNA, 
romomycinus Bacteria; Actinobacteria; Ac 
Streptomycetaceae; Streptomyces. 
1594543 1594473 14 84 gi 
strain DSM 40545 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 

1596090 1596020 14 84 gi 
in DSM 43032 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1597638 1597568 14 


pt 
1 
7 


v 


rt 
id 


v 
2 

1 

i 


’ 


84 gi 
ctinobacteridae; Actinomycetales; Stre 
1599186 1599116 14 84 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1600734 1600664 14 


pt 


p 
te. 


, 


84 gi 


ctinobacteridae; Actinomycetales; Strept 


478036 Bacteria_16S 


purpurogeneiscler 


Streptomycineae; 


478036 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


478036 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


478036 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


478036 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


478036 Bacteria_16S 


strain SNG49 16S 
Actinobacteria; A 


478036 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


478036 Bacteria_16S 


strain CMS 38 16S 


1602282 1602212 14 84 gi 
oticus strain DSM 43156 16S ribosomal RN 


Streptomycetaceae; Streptomyces. 


do 


do 


219856868 
16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
478036 Bacteria_16S 


219878483 


partial 


219878482 
ial sequ 
Acti 


ae; 


19878481 
sequence 
Actinomy 


219878480 
16S ribosomal RNA, partial sequence 1596580 15980 
omycinea 
219878479 
artial s 
ridae; Actin 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
omycinea 
219878477 
A, parti 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria 


nocardin 
219856867 
6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
478036 Bacteria_16S 
papyrosolvens DSM 


nocardin 
219846510 
ce 15765 
stridiac 
219846381 
1578118 15795 
udomonad 
219878485 
16S ribosomal RNA, partial sequence 1588843 15903 
Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_16S 


omycinea 
219878484 
sequence 
Actinomy 


tinobact 


ref |NR_024687. 
eae; 
ref |NR_024686. 
eae; 
ref |NR_026102. 
eae; 
ref 


acea 
ref 
40 Streptomyces 
e; §S 
ref 

1590391 15918 
cetales; 


e; 


ref 
sequ 
erid 


ence 15919 


ref 
ence 
nomy 


15934 
cetales; 


ref 
1595032 15965 
cetales; 


ref 
77 Streptomyces 
e; Streptomy' 
ref 
eque 981 


es; 


nce 15 
omycetal 


ref 
73 Streptomyces 
e; Streptomycet 
ref 
als 


equence 


v 


77 1578067 Clost 
Clostridiu 
NR_025972.1 
73 Pseudomonas balearica Bacteria; 
Pseudomo 
NR_025624.1 


treptomycet 
NR_025623.1 


Strept 


NR_025622.1 


NR_025620.1 
Strept 
NR_025619.1 


cet 
NR_025618.1 


NR_025617.1 


NR_025616.1 


al 


1 


8 


3 


ae; Actinomy 


NR_025621.1 


8 


Str 


2 
fo} 


a 


2 


a 


1617366 1617296 12 82 gi| 219878465 |ref|NR_025604.1 
n LMG 21980 16S ribosomal RNA, partial sequence 1616292 161776 
ria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cycloba 
1618889 1618819 12 82 gi|219878464|ref|NR_025603.1 


16S ribosomal RNA, partial sequence 1617815 16192 


hingobacteria; Sphingobacteriales; Cyclo 
1620412 1620342 12 82 gi 
n LMG 21971 16S ribosomal RNA, partial 


ria; Bacteroidetes; Sphingobacteria; S 


s 
ph 


1621935 1621865 12 82 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1 
Sp 


1640049 1639979 14 84 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
1641621 1641539 2 84 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 


gi 
pt 


eq 
ri 


equence 


219878462 


sequence 
hingobac 


219878450 
1638983 16404 


osporang 


219878449 


uence 
a; 


1643183 1643101 2 84 
ribosomal RNA, partial sequence 


gi 


219878448 


bacteria 
219878463 


ingobact 


Pseud 


87 Algoriphagus 
ceae 
ref 

1619338 16208 
eriales; 


ref 
1620861 16223 
teriales; Cyclo 


ref 
69 Nocardiopsis 
ineae; Nocardio 
ref 

1640520 16420 
omonadales; Pse 


ref 


; Algoripha 
NR_025602.1 


Cyclob 


NR_025601.1 


NR_025589.1 


NR_025588.1 


NR_025587.1 
1642082 1643592 Pseudomonas meridiana Bacteria; 


g 


1 
a 


3 
b 


Pp 


3 
u 


r 
m. 


n 


fo} 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 
Actinosynne 


mataceae; Umezawaea. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 
Actinosynne 


mataceae; Lentzea. 
Clostridium 
idium papyrosolvens DSM 


Pseudomonas balearica 


as. 
Streptomyces catenulae 


catenulae Bacteria; 
a 


ceae; Streptomyces. 
Streptomyces 

8 Streptomyces 

mycineae; 


Streptomyces rimosus 
9 1593434 Streptomyces 
cetales; 


Streptomyces 
5 1594981 Streptomyces 
eptomycineae; 


Streptomyces 
9 Streptomyces 


mycineae; 


Streptomyces niger 


niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Actinobacteridae; Actinomycetales; 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 


Algoriphagus chordae 


chordae Bacteria; 


us. 
Algoriphagus 
0 Algoriphagus 
cteriaceae; 


Algoriphagus 
3 Algoriphagus 


acteriaceae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Pseudomonas 
1 Pseudomonas 
domonadaceae; 


Pseudomonas meridiana 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


478036 Bacteria_16S 


strain CMS 35 16S 
Proteobacteria; 


albatum strain R 


Bacteria; Actinob 
Kibdelosporangium. 
478036 Bacteria_16S 
vancoresmycina st 
vancoresmycina Ba 


Pseudonocardiacea 


478036 Bacteria_16S 


balhimycina strai 
balhimycina Bacte 
Pseudonocardiacea 


478036 Bacteria_16S 


keratiniphila sub 


G 
478036 Bacteria_16S 


1644744 1644662 2 84 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1666100 1666030 14 84 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


gi 


1673669 1673599 14 84 gi 
rain ST101170 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Amycolatopsis. 

1675192 1675122 14 84 gi 
n DSM 44591 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Amycolatopsis. 

1676691 1676621 14 84 gi 
sp. nogabecina strain DSM 44586 16S ri 


s 


219878447 
1643643 16451 
udomonad 
219878431 
nc 
al 


se 


219878426 
al 
ae 


219878425 
Actinomyc 


219878424 


bosomal RN 


e 16650 


es; 


sequenc 


, 


equence 


Pseu 


Actino: 


ref|NR_025586.1 
aceae; Pseudomo 
ref |NR_025570.1 
31 1666519 Kibdel 
donocardineae; 


ref|NR_025565.1 
e 1672599 167407 
mycetales; Pseu 


ref|NR_025564.1 
1674127 167557 
etales; Pseudono 


ref 
A, Pp 


NR_025563.1 
artial seque 


P 


d 


Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 
n 


as. 
Kibdelosporangium 

osporangium albatum 

seudonocardiaceae; 


Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


Amycolatopsis 
5 Amycolatopsis 
cardineae; 


Amycolatopsis 
nce 1675626 1677096 


Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


478036 Bacteria_16S 


decaplanina strai 
decaplanina Bacte 
Pseudonocardiacea 


478036 Bacteria_16S 


strain MG 417-CF 
Bacteria; Actinob 
Amycolatopsis. 


478036 Bacteria_16S 
16S ribosomal RNA, partial sequence 1693968 16954 


strain CFBP 2341 


Proteobacteria; G 


478036 Bacteria_16S 


strain TO1 16S ri 
Proteobacteria; G 


478036 Bacteria_16S 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


478036 Bacteria_16S 


strain DSM 44222 


strain DSM 44515 
Actinobacteria; A 


478036 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


478036 Bacteria_16S 


strain DSM 44494 
Actinobacteria; A 


478036 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


478036 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


478036 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
Nocardiopsaceae; 


478036 Bacteria_16S 


strain IMSNU 2200 
Actinobacteria; A 


478036 Bacteria_16S 


halotolerans stra 
halotolerans Bact 
Nocardiopsaceae; 


ammaproteobacteria; Pseudomonadales; P 
1696607 1696525 2 84 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
1727059 1726985 9 83 gi 
DSM 44223 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium. 

1728598 1728524 9 


se 


se 


83 gi 
ne 
1730134 1730060 9 83 gi 
ctinobacteridae; Actinomycetales; Cory 
1731647 1731573 9 83 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1740817 1740747 14 


ne 


s 


84 gi 
ctinobacteridae; Actinomycetales; Stre 
1743907 1743837 14 84 gi 
R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


pt 


ce 
al 


1746932 1746862 14 84 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1853250 1853180 14 84 gi 
train TB100 16S ribosomal RNA, partial 
acteria; Actinobacteria; Actinobacteri 
Thermobifida. 

1867013 1866943 14 84 gi 
4 16S ribosomal RNA, partial sequence 

ctinobacteridae; Actinomycetales; Micr 
1877587 1877517 14 84 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 


1 


s 
da 


om 


L 
; 


478036 Bacteria_16S 


1906446 1906376 12 82 gi 


219878410 
1695512 16970 


219878390 
eq 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


478036 Bacteria_16S 219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
219878387 
Actinomyc 


219878380 
16S ribosomal RNA, partial sequence 1739732 17412 


219878378 


219878376 


Actinomyc 


219878299 


219878290 


219878283 


219878259 


udomonad 


udomonad 


uence 
inomycet 


bacterin 


bacterin 


equence 


osporang 


17428 


es; Stre 


sequence 


equence 
e; Actin 


18659 
onospori 


sequence 
Actinomy 


acea 
ref 


e; Pseudomon 
NR_025549.1 


aceae; Pseudomon 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


v 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025517.1 
31 1744318 Nocard 
ptosporangineae; 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


ref|NR_025438.1 
1852181 185367 
omycetales; Stre 


ref |NR_025429.1 
35 1867442 Asanoa 
neae; Micromonos 
ref |NR_025422.1 

1876505 187800 
cetales; Strepto 


aerophilus strain I/26Corl 16S ribosomal RNA, partial sequence 


aerophilus Bacter 


ia; Bacteroidetes; Sphingobacteria; 


Sphingobacteriales; 


Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
1678208 1678138 14 84 gi| 219878423 |ref|NR_025562.1| Amycolatopsis 
n DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Amycolatopsis. 
1679729 1679659 14 84 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
acteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
1695063 1694981 2 84 gi|219878411|ref|NR_025550.1| Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Mycobacterium 

1 Mycobacterium 

erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 

iopsis metallicus 
Nocardiopsaceae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Nocardiopsis 

9 Nocardiopsis 
sporangineae; 


ref |NR_025398.1 
1905456 190681 
Flexibac 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 


478036 Bacteria_16S 1926254 1926184 14 84 gi|219878244|ref|NR_025383.1| Amycolatopsis 
albidoflavus strain IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 1926646 Amycolatopsis 
albidoflavus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
478036 Bacteria_16S 2034274 2034200 9 83 gi|219878172|ref|NR_025311.1| Mycobacterium 
smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 2033216 2034702 Mycobacterium 
smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 2052965 2052891 9 83 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 2054513 2054443 14 84 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
478036 Bacteria_16S 2055982 2055912 14 84 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
478036 Bacteria_16S 2077321 2077251 14 84 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 
478036 Bacteria_16S 2080434 2080364 14 84 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 
478036 Bacteria_16S 2081991 2081921 14 84 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 
478036 Bacteria_16S 2091056 2090982 9 83 gi|219878129|ref|NR_025268.1| Mycobacterium 
heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 2100207 2100137 14 84 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 
478036 Bacteria_16S 2112448 2112374 9 83 gi|219857660|ref|NR_025249.1| Mycobacterium 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
478036 Bacteria_16S 2129120 2129046 9 83 gi|219857649|ref|NR_025238.1| Mycobacterium 
africanum strain ATCC 25420 16S ribosomal RNA, partial sequence 2128040 2129472 Mycobacterium 
africanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium; Mycobacterium tuberculosis complex. 
478036 Bacteria_16S 2130598 2130524 9 83 gi|219857648|ref|NR_025237.1| Mycobacterium 
scrofulaceum strain ATCC 19981 16S ribosomal RNA, partial sequence 2129523 2130988 Mycobacterium 
scrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 2132103 2132029 9 83 gi| 219857647 |ref|NR_025236.1| Mycobacterium 
tokaiense strain ATCC 27282 16S ribosomal RNA, partial sequence 2131039 2132489 Mycobacterium 
tokaiense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 2133606 2133532 9 83 gi|219857646|ref|NR_025235.1| Mycobacterium 
poriferae strain ATCC 35087 16S ribosomal RNA, partial sequence 132540 2133989 Mycobacterium 
poriferae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 2135120 2135046 9 83 gi|219857645|ref|NR_025234.1| Mycobacterium microti 
strain ATCC 19422 16S ribosomal RNA, partial sequence 2134040 2135523 Mycobacterium microti 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 
478036 Bacteria_16S 2136637 2136563 9 83 gi|219857644|ref|NR_025233.1| Mycobacterium brumae 
strain ATCC 51384 16S ribosomal RNA, partial sequence 2135574 2137022 Mycobacterium brumae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 2139677 2139607 14 84 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 


ND 


478036 Bacteria_16S 
strain Ps 9-14 16S ribos 
Proteobacteria; Gammapro 
478036 Bacteria_16S 
umsongensis strain Ps 3- 
umsongensis Bacteria; Pr 
Pseudomonas. 
478036 Bacteria_16S 
strain Pss 26 16S riboso 
Proteobacteria; Gammapro 
478036 Bacteria_16S 
strain MUP 1182 16S ribo 
Actinobacteria; Actinoba 
478036 Bacteria_16S 
strain YIM 90003 16S rib 
Actinobacteria; Actinoba 
Streptomonospora. 
478036 Bacteria_16S 
strain F829 16S ribosoma 
Actinobacteria; Actinoba 


2145662 2145580 2 
10 16S ribosomal RNA, partial s 


2147167 2147085 2 


2162207 2162137 14 


84 
oteobacteria; 


84 

mal RNA, partial sequence 
teobacteria; 
83 
somal RNA, 


84 


84 
1 RNA, partial sequence 


478036 Bacteria_16S 
strain ATCC 927 1 


478036 Bacteria_16S 
strain NRCM 00-25 


478036 Bacteria_16S 


extremorientalis strain KMM 3447 16S ribosomal RNA, partial seque 
extremorientalis Bacteria; Proteobacteria; Gammaproteobacteria; P 
Pseudomonas. 

478036 Bacteria_16S 2235049 2234967 2 84 gi| 219857576 
costantinii strain CFBP 5705 16S ribosomal RNA, partial sequence 

costantinii Bacteria; Proteobacteria; Gammaproteobacteria; Pseudo 
Pseudomonas. 

478036 Bacteria_16S 2248701 2248631 14 84 gi| 219857567 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Strep 
478036 Bacteria_16S 
strain KS9 16S ribosomal 


Actinobacteria; Actinobacteridae; Actinomycetales; 
2257889 2257819 14 
yunnanensis strain YIM 41004 16S ribosomal RNA, partial 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 


478036 Bacteria_16S 


Streptomycetaceae; Strep 
478036 Bacteria_16S 
strain Ll 16S ribosomal 
Tenericutes; Mollicutes; 
478036 Bacteria_16S 


478036 Bacteria_16S 
strain A290 16S ribosoma 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
478036 Bacteria_16S 
strain CFML 97-39 


2253302 2253232 14 


2288526 2288444 2 


2309635 2309565 14 
strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 
2311151 2311081 14 


2321849 2321767 2 


83 


83 


84 


tomyces. 
84 
RNA, partial sequence 


84 


tomyces. 

84 
RNA, partial sequence 
Entomoplasmatales; 
84 


84 
1 RNA, partial sequence 


84 


Gammaproteobacteria; 


Pseudomonadales; 
2148672 2148598 9 
complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterineae; 
2157735 2157665 14 
osomal RNA, partial sequence 2156657 21581 
cteridae; Actinomycetales; 


cteridae; Actinomycetales; Corynebacterin 
2165312 2165238 9 
6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
2218350 2218276 9 
5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
2219891 2219809 2 


Entomoplasmataceae; 


219857638 
equence 


gi 


gi|219857637 
2146078 21475 
P 
gi 


219857636 


gi| 219857630 


Streptosporang 


gi| 219857627 
2161153 21625 
219857 


gi 625 


219857587 
22172 


gi 


gi|219857586 


gi| 219857564 
2252243 22536 
Streptosporang 
gi| 219857561 
sequence 
Actinomyc 


gi| 219857540 
2287434 22889 
M 
gi| 219857523 
Streptosporang 

gi| 219857522 

2310109 23115 
Streptosporang 


219857515 
23207 


gi 


Pseudomonadales; 


seudomonadaceae; 


Actinomycetales; 


Proteobacteria; 


strain CFML 97-51 
Bacteria; 


strain FI-13295 1 


Gammaproteobacteria; Pseudomonadales; P 
478036 Bacteria_16S 


1 16S ribosomal RNA, partial sequence 
se 
2323401 2323319 2 84 gi 
4 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Pseudomona 
478036 Bacteria_16S 


2327877 2327803 9 83 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


478036 Bacteria_16S 


NRRL B-24104 16S 


2342832 2342762 14 84 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


478036 Bacteria_16S 
singaporensis strain IM 7744 16S ribosomal RNA, partial 


singaporensis Bac 
Nocardioidaceae; 


478036 Bacteria_16S 


2344342 2344272 14 84 gi 


219857514 
219857511 
6S ribosomal RNA, partial sequence 2326828 23282 


219857500 
2341772 23432 


219857498 


udomonad 
23223 
dales; P 


bacterin 


nocardin 


sequence 
teria; Actinobacteria; Actinobacteridae; Actinom 
Actinopolymorpha. 

2356495 2356425 14 84 gi| 219857490 


2144157 2144075 2 84 gi|219857639|ref|NR_025228.1| Pseudomonas koreensis 
omal RNA, partial sequence 2143068 2144522 Pseudomonas koreensis Bacteria; 
teobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


ref 
2 


NR_025227.1| Pseudomonas 
144573 2146027 Pseudomonas 
Pseudomonadaceae; 


ref|NR_025226.1| Pseudomonas jinjuensis 
31 Pseudomonas jinjuensis Bacteria; 
Pseudomonas. 

ref|NR_025225.1| Mycobacterium parmense 
14 Mycobacterium parmense Bacteria; 
Mycobacteriaceae; Mycobacterium. 
ref|NR_025219.1| Streptomonospora alba 
43 Streptomonospora alba Bacteria; 
ineae; Nocardiopsaceae; 


ref|NR_025216.1| Nocardia caishijiensis 
78 Nocardia caishijiensis Bacteria; 
eae; Nocardiaceae; Nocardia. 
ref|NR_025214.1| Mycobacterium marinum 
35 Mycobacterium marinum Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_025175.1| Mycobacterium lacus 
72 2218741 Mycobacterium lacus Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_025174.1| Pseudomonas 

nce 2218792 2220307 Pseudomonas 
seudomonadales; Pseudomonadaceae; 


Pseudomonas 
47 Pseudomonas 
monadales; Pseudomonadaceae; 
ref|NR_025155.1| Streptomyces 
2247616 2249142 Streptomyces 
Streptomycineae; 


ref|NR_025152.1| Nocardiopsis composta 
96 Nocardiopsis composta Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_025149.1| Streptomyces 

2256827 2258294 Streptomyces 

etales; Streptomycineae; 


ref|NR_025128.1| Mesoplasma florum 

33 Mesoplasma florum Ll Bacteria; 
esoplasma. 

ref|NR_025111.1| Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025110.1| Actinomadura mexicana 
29 Actinomadura mexicana Bacteria; 
ineae; Thermomonosporaceae; 


ref|NR_025103.1| Pseudomonas brenneri 
64 2322265 Pseudomonas brenneri Bacteria; 
aceae; Pseudomonas. 
ref|NR_025102.1| Pseudomonas grimontii 
16 2323816 Pseudomonas grimontii 
seudomonadaceae; Pseudomonas. 
ref|NR_025099.1| Mycobacterium doricum 
77 Mycobacterium doricum Bacteria; 
eae; Mycobacteriaceae; Mycobacterium. 
ref|NR_025088.1| Crossiella equi strain 
43 Crossiella equi Bacteria; 
eae; Pseudonocardiaceae; Crossiella. 
ref|NR_025086.1| Actinopolymorpha 
2343294 2344735 Actinopolymorpha 
ycetales; Propionibacterineae; 


dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 


ref|NR_025078.1| Desulfovibrio 
2355381 2356917 Desulfovibrio 


dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


Desulfovibrionaceae; 
478036 Bacteria_16S 


Desulfovibrio. 


2359542 2359472 14 84 gi| 219857488 


ref|NR_025076.1 


Propionibacterium 


australiense strain LCDC-98A072 16S ribosomal RNA, partial sequence 2358483 2359951 Propionibacterium 


australiense Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 
478036 Bacteria_16S 
strain IMMIB D-1592 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
2409674 2409604 14 84 gi| 219857454 
2408577 2410105 Streptomonospora salina 
Streptosporangineae; 


478036 Bacteria_16S 
salina strain YIM90002 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomonospora. 


478036 Bacteria_16S 
strain GB6 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aer 
478036 Bacteria_16S 
7 16S ribosomal RNA, partial sequence 
Streptosporangineae; 


strain VKM Ac-145 


Actinobacteria; Actinobacteridae; Actinomycetales; 
2521774 2521692 2 84 gi| 219857363 
thivervalensis strain SBK26 16S ribosomal RNA, partial sequence 

thivervalensis Bacteria; 


478036 Bacteria_16S 


Pseudomonas. 


478036 Bacteria_16S 


brassicacearum st 


brassicacearum Bacteria; 


Pseudomonas. 


478036 Bacteria_16S 


strain ATCC 4973 
Proteobacteria; G 


478036 Bacteria_16S 


capsulata strain 
capsulata Bacteri 
Nocardioidaceae; 


478036 Bacteria_16S 


strain CIP 
Bacteria; 


105469 
Proteob 


478036 Bacteria_16S 


strain CIP 105470 
Proteobacteria; G 


478036 Bacteria_16S 


strain CIP 105259 
Proteobacteria; G 


478036 Bacteria_16S 


strain CIP 105274 
Proteobacteria; G 


478036 Bacteria_16S 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
219857280 
2580986 2582507 Pseudomonas rhodesiae 


strain CFML 96-19 
Proteobacteria; G 


478036 Bacteria_16S 


strain CIP 104664 
Bacteria; Proteob 


478036 Bacteria_16S 


strain CIP 104883 
Bacteria; Proteob 


478036 Bacteria_16S 
0 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomonadales; 
219857271 
2594961 2596478 Pseudomonas mandelii Bacteria; 
Pseudomonas. 


strain CFML 96-17 
Bacteria; Proteob 


478036 Bacteria_16S 


strain CIP 105273 


Proteobacteria; G 
478036 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


478036 Bacteria_16S 


strain DSM 44262 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
2626877 2626807 14 84 gi| 219857247 
in Benl06 16S ribosomal RNA, partial sequence 

eria; Actinobacteria; Actinobacteridae; 
eae; 


478036 Bacteria_16S 
bendigoensis stra 
bendigoensis Bact 


Propionibacteriac 


478036 Bacteria_16S 


2512663 2512589 10 84 gi 


Proteobacteria; 


Proteobacteria; 


16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Pseudomonadales; 
219857339 
2556540 2558055 Pseudomonas migulae Bacteria; 
Pseudomonas. 


2557646 2557564 2 84 gi 
16S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
219857336 
2561168 2562680 Pseudomonas mosselii Bacteria; 
Pseudomonas. 


2562272 2562190 2 84 gi 
16S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2571405 2571323 2 84 gi| 219857287 
2570299 2571813 Pseudomonas jessenii Bacteria; 
Pseudomonas. 


16S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2580526 2580444 2 84 gi|219857281 
25794 


2582092 2582010 2 84 gi 
16S ribosomal RNA, complete sequence 


acteria; Gammaproteobacteria; Pseudomonadales; 
2583662 2583580 2 84 gi|]219857279 
2582558 2584074 Pseudomonas monteilii 


16S ribosomal RNA, partial sequence 


acteria; Gammaproteobacteria; Pseudomonadales; 
2585231 2585149 2 84 gi|219857278 
2584125 2585640 Pseudomonas orientalis 


2596069 2595987 2 84 gi 
16S ribosomal RNA, partial sequence 


ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2597635 2597553 2 84 gi|219857270 
2596529 2598044 Pseudomonas libanensis 


16S ribosomal RNA, complete sequence 


acteria; Gammaproteobacteria; Pseudomonadales; 
2612988 2612918 14 84 gi| 219857257 
16S ribosomal RNA, partial sequence 2611942 2613418 Amycolatopsis 
Pseudonocardiaceae; Amycolatopsis. 


Tessaracoccus. 


2383801 2383731 14 84 gi|219857471 
2382752 2384208 Nocardia abscessus Bacteria; 
Nocardiaceae; 


2428067 2427989 6 84 gi| 219857439 

2427049 2428344 Oceanimonas ba 

omonadaceae; Oceanimonas. 

219857369 

2511592 2513043 Nocardiopsis tropica Bacteria; 
psaceae; Nocardiopsis. 


Gammaproteobacteria; 


2523254 2523172 2 84 gi| 219857362 
rain DBK11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pse 
2529326 2529244 2 84 gi| 219857358 
16S ribosomal RNA, partial sequence 2528225 2529682 Pseudomonas fr 
ammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
2535383 2535313 14 84 gi| 219857354 
Ben 108 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Act 
Friedmanniella. 
2556080 2555998 2 84 gi| 219857340 
25549 


inomycetales; 


2657251 2657181 14 84 gi| 219857219 
nitrophenolicus strain NSP 41 16S ribosomal RNA, partial sequence 


ref|NR_025059.1 


ref|NR_025042.1 


ref |NR_025027.1 


ref|NR_024957.1 


Nocardio 
ref|NR_024951.1 


ref |NR_024950.1 


ref|NR_024946.1 


ref|NR_024942.1 


ref|NR_024928.1 


Pseudomonadaceae; 


ref |NR_024927.1 


ref|NR_024924.1 


ref |NR_024918.1 


ref|NR_024912.1 


ref|NR_024911.1 


Pseudomonadaceae; 
ref|NR_024910.1 


Pseudomonadaceae; 
ref|NR_024909.1 


Pseudomonadaceae; 
ref|NR_024902.1 
ref|NR_024901.1 


Pseudomonadaceae; 
ref|NR_024888.1 


ref|NR_024877.1 
2625807 262727 


ref|NR_024847.1 
2656189 265766 


Actinomycetales; Propionibacterineae; 


Nocardia abscessus 


Nocardia. 
Streptomonospora 


Nocardiopsaceae; 


Oceanimonas baumannii 
umannii Bacteria; 


Nocardiopsis tropica 


Pseudomonas 


2520665 2522094 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 


Pseudomonas 


2522145 2523617 Pseudomonas 
udomonadales; Pseudomonadaceae; 


Pseudomonas fragi 
agi Bacteria; 


Pseudomonas. 


Friedmanniella 


2534307 2535783 Friedmanniella 
Propionibacterineae; 


Pseudomonas gessardii 


74 2556489 Pseudomonas gessardii 


Pseudomonas. 
Pseudomonas migulae 


Pseudomonas mosselii 


Pseudomonas jessenii 


Pseudomonas cedrina 


20 2580935 Pseudomonas cedrina Bacteria; 
Pseudomonas. 


Pseudomonas rhodesiae 


Pseudomonas. 
Pseudomonas monteilii 


Pseudomonas. 
Pseudomonas orientalis 


Pseudomonas. 
Pseudomonas mandelii 
Pseudomonas libanensis 
Pseudomonas. 
Amycolatopsis alba 


alba Bacteria; 


Tessaracoccus 
1 Tessaracoccus 


Actinomycetales; Propionibacterineae; 


Nocardioides 
3 Nocardioides 


nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Nocardioides. 


478036 Bacteria_16S 
erythreum strain NRRL B-3381 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyc 
Nocardioidaceae; Aeromicrobium. 
478036 Bacteria_16S 


erythreum Bacteria; 


strain ATCC 39419 


16S ribosomal RNA, partial sequence 


2658775 2658705 14 84 gi 


2660295 2660225 14 84 gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Kribbella. 


478036 Bacteria_16S 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycet 


spinosa Bacteria; 
Pseudonocardiaceae; 


478036 Bacteria_16S 
strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


478036 Bacteria_16S 


strain IFM 10088 


silvatica strain 
silvatica Bacteria; 


sphaerica strain 
sphaerica Bacteria; 


2669152 2669082 14 84 gi 


Saccharopolyspora. 


2670686 2670616 14 84 gi 


2688756 2688686 14 84 gi 


2693217 2693147 14 84 gi 


Planotetraspora. 


2720229 2720159 14 84 gi 


2724815 2724745 14 84 gi 


2751560 2751490 14 84 gi 


2753054 2752984 14 84 gi 


Planomonospora. 


2754550 2754480 14 84 gi 


omonosp' 
219857152 


Actin 


219857218 


219857217 
265 


219857211 


219857210 
Streptosporangineae; 


219857197 
16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
478036 Bacteria_16S 


219857175 
sequ 
Act 


219857172 


219857151 
JCM 9374 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomy 
Streptosporangiaceae; 


478036 Bacteria_16S 219857150 


etales; 


ales; 


cetales; 


omycetales; 


cetales; 


ref|NR_024846.1| Aeromicrobium 
2657714 2659187 Aeromicrobium 

Propionibacterineae; 

ref 


NR_024845.1| Kribbella sandramycini 


9238 2660707 Kribbella sandramycini 
Propionibacterineae; 


Nocardioidaceae; 


ref|NR_024839.1] Saccharopolyspora 
2668117 2669581 Saccharopolyspora 

Pseudonocardineae; 

ref|NR_024838.1| Microbispora mesophila 

mesophila Bacteria; 

Streptosporangiaceae; 

Nocardia sienata 


ref |NR_024825.1 


89113 Nocardia sienata Bacteria; 
rineae; 
219857193 
TT 00-51 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomy 
Streptosporangiaceae; 
478036 Bacteria_16S 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 
Nocardiaceae; Nocardia. 
478036 Bacteria_16S 
strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
478036 Bacteria_16S 
malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptosporangiaceae; Microtetraspora. 
478036 Bacteria_16S 


Nocardiaceae; Nocardia. 
ref|NR_024821.1] Planotetraspora 
2692168 2693639 Planotetraspora 
Streptosporangineae; 
Nocardia 


ref|NR_024803.1 


ence 2719156 2720654 Nocardia 
inomycetales; 


Corynebacterineae; 


ref|NR_024800.1| Longispora albida 


25214 Longispora albida Bacteria; 
orineae; 


Micromonosporaceae; Longispora. 

ref|NR_024780.1| Microtetraspora 
2750506 2751949 Microtetraspora 

Streptosporangineae; 


ref|NR_024779.1| Planomonospora 
2752000 2753445 Planomonospora 

Streptosporangineae; 

ref 


NR_024778.1| Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 


478036 Bacteria_16S 


terrae strain IFO 


2760615 2760545 14 84 gi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinokineospora. 


478036 Bacteria_16S 


2774201 2774131 14 84 gi 


Streptospor 


P 


219857146 
15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 
seudonocardineae; 


219857135 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27746 


Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_16S 


2775739 2775669 14 84 gi 


Streptomyci 
219857133 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 27761 


Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_16S 
albofaciens strain JCM 4342 16S ribosomal RNA, partial 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 


478036 Bacteria_16S 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporaceae; 


478036 Bacteria_16S 


strain IFO 12513 


strain IFO 13911 


2777276 2777206 14 84 gi 


2796680 2796610 14 84 gi 


Actinoplanes. 


2799723 2799653 14 84 gi 


2801246 2801176 14 84 gi 


2802767 2802697 14 84 


gi 


Streptomyci 
219857132 
sequence 
Actino: 


219857119 


219857117 
16S ribosomal RNA, partial sequence 2798665 28001 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
478036 Bacteria_16S 


omonosporineae; 
219857116 
16S ribosomal RNA, partial sequence 2800187 28016 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
478036 Bacteria_16S 


omonosporineae; 
219857115 


angineae; 


neae; Streptomycetaceae; 


neae; Streptomycetaceae; 


mycetales; 


Streptosporangiaceae; 


ref|NR_024774.1| Actinokineospora 


Actinosynnemataceae; 


ref|NR_024763.1 
19 Streptomyces 


Streptomyces peucetius 
peucetius Bacteria; 
Streptomyces. 
Streptomyces platensis 
platensis Bacteria; 
Streptomyces. 
ref|NR_024760.1| Streptomyces 

2776208 2777696 Streptomyces 
Streptomycineae; 


ref|NR_024761.1 
57 Streptomyces 


ref|NR_024747.1| Actinoplanes 


sequence 2795622 2797094 Actinoplanes 
Actinomycetales; 


Micromonosporineae; 


ref|NR_024745.1 
36 Actinoplanes 


Actinoplanes lobatus 
lobatus Bacteria; 
Micromonosporaceae; Actinoplanes. 
ref|NR_024744.1| Actinoplanes italicus 
59 Actinoplanes italicus Bacteria; 
Micromonosporaceae; Actinoplanes. 
NR_024743.1| Actinoplanes humidus 


ref 


strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


478036 Bacteria_16S 
strain IFO 12512 


478036 Bacteria_16S 


derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; 


2804288 2804218 14 


2805810 2805740 14 


Micromonosporaceae; Actinoplanes. 


478036 Bacteria_16S 


2 
consettensis strain IFO 14913 16S ribosomal RNA, partial 
consettensis Bacteria; Actinobacteria; Actinobacteridae; 


2807332 2807262 14 


Micromonosporaceae; Actinoplanes. 


478036 Bacteria_16S 


2 
campanulatus strain IFO 12511 16S ribosomal RNA, partial 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; 


2808854 2808784 14 


Micromonosporaceae; Actinoplanes. 


478036 Bacteria_16S 


alcaliphila strain AL15-21 16S ribosomal RNA, partial sequence 


alcaliphila Bacteria; 
Pseudomonas. 
478036 Bacteria_16S 


2 
venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
478036 Bacteria_16S 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 28212 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
478036 Bacteria_16S 
parontospora subsp. 


Actinomycetales; 
478036 Bacteria_16S 


strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 28303 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae 


Catenuloplanes. 
478036 Bacteria_16S 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
478036 Bacteria_16S 
strain IMC S-0802 


478036 Bacteria_16S 


strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


478036 Bacteria_16S 
strain ATCC 13522 
Bacteria; 
478036 Bacteria_16S 
strain ATCC 49968 
Bacteria; 
478036 Bacteria_16S 


capillaceus strain K95-5561 16S ribosomal RNA, partial 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; 


2816353 2816271 2 
Proteobacteria; 


2819388 2819318 14 


Planomonospora. 


2820881 2820811 14 


2822375 2822305 14 


2829958 2829888 14 


2831458 2831388 14 


2832996 2832926 14 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


2834531 2834461 14 


2854528 2854446 2 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


2859211 2859129 2 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 


2891571 2891501 14 


Micromonosporaceae; Actinoplanes. 


478036 Bacteria_16S 


glycogenica strain Lg2 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Micropruina. 
478036 Bacteria_16S 


plecoglossicida strain FPC951 16S ribosomal RNA, partial 
plecoglossicida Bacteria; 


Pseudomonas. 
478036 Bacteria_16S 


ruminantium strain GA195 16S ribosomal RNA, partial sequence 
Clostridia; 


ruminantium Bacteria; 
478036 Bacteria_16S 


IFO 16102 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


478036 Bacteria_16S 


Firmicutes; 


2899094 2899024 14 


2920624 2920542 2 


2922174 2922100 10 


2940114 2940044 14 


2946253 2946183 14 


Proteobacteria; 


84 gi|219857114 


16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


84 gi] 219857113 


84 gi|219857112 


84 gi|219857111 


84 gi| 219856913 


84 gi| 219856910 


84 gi| 219856909 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangineae; 


84 gi| 219856904 


84 gi| 219856903 


Actinomyc 
84 219856902 
28319 
Streptomycinea 


gi| 219856901 
28334 


gi 


84 


84 219856888 


28534 


gi 


84 219856885 


28581 


gi 


84 gi| 219856862 
sequence 
Actinomyc 

84 gi| 219856857 


28980 
Prop 


84 219856843 
sequence 


Gammaproteobacteria; Ps 


gi 


84 gi| 219856842 
Clostridiales; Euba 
84 gi| 219856830 


2939058 29405 


Actinomycetales; 


sequence 
Actinomycetales; 


sequence 
Actinomycetales; 


Actinomycetales; 


Streptosporangineae; 


Planomonospora. 


ref |NR_024742.1 


ref|NR_024741.1 


ref|NR_024740.1 


NR_024739.1 


NR_024734.1 


ref|NR_024731.1 
70 Planobispora 


ref |NR_024730.1 


ref|NR_024725.1 


; Micromonos 


ref|NR_024724.1 
2830390 283187 
etales; 


ref|NR_024723.1 
28 2833415 Strept 
e; Streptomyceta 
ref|NR_024722.1 


eae; Nocardiacea 
ref|NR_024707.1 
33 2854934 Pseudo 
seudomonadaceae; 
ref |NR_024704.1 
10 2859620 Pseudo: 
seudomonadaceae; 
ref |NR_024681.1 

2890502 289195 
etales; Micromon 


ref|NR_024676.1 
36 2899473 Microp 
ionibacterineae; 


ref|NR_024662.1 
2919511 292100 
eudomonadales; P 


ref|NR_024661.1 

2921059 292256 
cteriaceae; Euba 
ref|NR_024649.1 


84 gi| 219856826 


collinoides strain JCM1123 16S ribosomal RNA, partial sequence 


collinoides Bacteria; 


Firmicutes; 


Lactobacillales; 


Lactobacillace 


partial sequence 
antibiotica Bacteria; Actinobacteria; 
Streptosporangiaceae; 


Actinoplanes digitatis 


digitatis Bacteria; 
; Micromonosporaceae; Actinoplanes. 


Actinoplanes 


2804752 2806224 Actinoplanes 
Micromonosporineae; 


Actinoplanes 


2806275 2807745 Actinoplanes 
Micromonosporineae; 


Actinoplanes 


2807796 2809267 Actinoplanes 
Micromonosporineae; 


Pseudomonas 


2815260 2816748 Pseudomonas 


Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
84 gi|219856911|ref|NR_024732.1| Planomonospora 
sequence 2818334 2819777 Planomonospora 


Streptosporangineae; 


Planobispora rosea 


rosea Bacteria; 
Streptosporangiaceae; 


Planomonospora 
2821321 2822766 


Actinobacteridae; 


Catenuloplanes crispus 


39 Catenuloplanes crispus Bacteria; 


poraceae; 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 
Nocardia vinacea 


66 2834941 Nocardia vinacea Bacteria; 


e; Nocardia. 
Pseudomonas savastanoi 
monas savastanoi 
Pseudomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Actinoplanes 

8 Actinoplanes 
osporineae; 


Micropruina 
ruina glycogenica 
Nocardioidaceae; 


Pseudomonas 
8 Pseudomonas 
seudomonadaceae; 


Eubacterium 

6 Eubacterium 

cterium. 

Lentzea albida strain 


28 Lentzea albida Bacteria; 
Actinosynnemataceae; 


Lentzea. 


ref|NR_024645.1 
2945130 294667 
ae; Lactobacillu 


Lactobacillus 
8 Lactobacillus 
Ss 


478036 Bacteria_16S 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; 
478036 Bacteria_16S 

antarctica strain 


Nocardioidaceae; 


478036 Bacteria_16S 
resinovorans strain LMG 2274 16S ribosomal RNA, partial 
resinovorans Bacteria; 


Pseudomonas. 


478036 Bacteria_ 
citronellolis strain DSM 50332 16S ribosomal RNA, partial 
citronellolis Bacteria; 


Pseudomonas. 


478036 Bacteria_ 
strain PCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; 


fornicalis Bacteria; 
478036 Bacteria_ 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Nocardioidaceae; Marmoricola. 
478036 Bacteria_16S 3078086 3078004 2 84 gi| 219846870 |ref 


caribensis strain 


MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderia 
478036 Bacteria_16S 3103644 3103574 14 84 gi| 219846853 |ref 


gifhornensis strain HR1-2 16S ribosomal RNA, partial sequ 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; Verrucosispora. 
478036 Bacteria_ 
strain ATCC 25470 
Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_ 


strain DSM 11363 
Proteobacteria; 


strain DSM 43678 


strain DSM 43311 


Microtetraspora. 


478036 Bacteria 1 


strain DSM 43764 


Actinomadura. 


478036 Bacteria_1 


strain DSM 43067 


Actinomadura. 


2968872 2968802 14 84 gi 


Microlunatus. 


2970400 2970330 14 84 gi 


Friedmanniella. 


2971954 2971872 2 84 gi 


Proteobacteria; 


16S 2973469 2973387 2 84 gi 


Proteobacteria; 


16S 2975031 2974949 2 84 gi 


16S 2978043 2977969 8 82 gi 


Streptomyces. 


16S 2979569 2979499 14 84 gi 


Streptomyces. 


16S 2985693 2985623 14 84 gi 


16S 2990283 2990201 2 84 gi 


16S 3105160 3105090 14 84 gi 


16S ribosomal RNA, partial sequence 


16S 3177744 3177662 2 84 gi 


6S 3250428 3250358 14 84 gi 


6S 3251928 3251858 14 84 


gi 


6S 3253433 3253363 14 84 gi 


219846945 


219846944 
AA-1042 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 


219846942 
sequence 
Gammaproteobacteria; 


219846941 
Gammaproteobacteria; 


219846940 
2973936 29754 
Gammaproteobacteria; Pseudomonadales; P 
478036 Bacteria_ 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
478036 Bacteria_ 
thermolineatus strain A1484 16S ribosomal RNA, partial 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
478036 Bacteria_ 
strain 10.268-1 1 


Actinomyc 


219846937 
sequence 


219846933 
6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
478036 Bacteria_ 
strain 087-AZ-H 1 


219846852 


Strept 
219846803 
16S ribosomal RNA, partial sequence 3176631 31781 
Gammaproteobacteria; Pseudomonadales; P 
478036 Bacteria_ 


se 
219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_ 


Strept 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 
Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
219846752 
16S ribosomal RNA, partial sequence 3252379 32538 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 


ref 


Actinomycetale 


ref 


ref 


ref 


seudomonadaceae; 
219846938 


ref 


ref 


ref 


nebacterineae; 
219846930 
6S ribosomal RNA, partial sequence 2989207 29906 
Gammaproteobacteria; Legionellales; Legionellaceae; 
478036 Bacteria_ 
fornicalis strain 


ref 


16S 3010042 3009972 14 84 gi|219846917|ref|NR_026509.1 
TV1018 16S ribosomal RNA, partial sequence 3008942 301036 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 

16S 3013020 3012950 14 84 gi|219846915|ref|NR_026507.1 


Ww 


ence 


ref 
31040 
omycineae; S 


ref 


udomonadacea 
ref 


osporanginea 
ref 


osporanginea 


Actinomyceta 


sequence 2972376 29738 
Pseudomonadales; 


2976976 29784 
etal 


2978510 29799 


3011945 301344 


3076975 307840 


102586 31040 
Actinomyceta 


98 3105578 Strept 


NR_026537.1 


2967820 296928 
les; Propionibacterineae; 


NR_026536.1 


2969338 297081 
s; Propionibacterineae; 


NR_026534.1 


2970861 297232 
Pseudomonadales; 


NR_026533.1 
8 


NR_026532.1 


NR_026530.1 
5 
es; 


NR_026529.1 
9 


NR_026525.1 


NR_026522.1 


es; Propioni 
NR_026462.1 


les; Burkhol 
NR_026445.1 
4 
les; Micromo 
NR_026444.1 


treptomyceta 
NR_026395.1 


e; Pseudomon 
NR_026346.1 


e; Streptosp 
NR_026345.1 


e; Streptosp 


ref 


Streptosporanginea 
6S 3254931 3254861 14 84 gi|219846751|ref 
16S ribosomal RNA, partial sequence 3253877 32553 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporanginea 
3256438 3256368 14 84 gi|219846750|ref 


478036 Bacteria_16S 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Nocardiopsaceae; 


Nocardiopsis. 


26 Actinomadura 


21 Actinomadura 


NR_026344.1 
e; Thermomon 
NR_026343.1 


e; Thermomon 


Microlunatus 
7 Microlunatus 


Friedmanniella 
0 Friedmanniella 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas 
5 Pseudomonas 


Pseudomonadaceae; 


Pseudomonas cichorii 


29 Pseudomonas cichorii Bacteria; 
Pseudomonas. 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Streptomyces 
0 Streptomyces 


Streptomycineae; 


Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 
Nocardiaceae; 


Nocardia. 
Legionella tucsonensis 


58 Legionella tucsonensis Bacteria; 
Legionella. 


Lactobacillus 
2 Lactobacillus 
Marmoricola 
1 Marmoricola 
bacterineae; 


Burkholderia 

6 Burkholderia 
deriaceae; Burkholderia. 
Verrucosispora 

7 Verrucosispora 
nosporineae; 


Streptomyces lydicus 
omyces lydicus Bacteria; 
ceae; Streptomyces. 
Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 


as. 
Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 


NR_026342.1 


Nocardiopsis 


3255372 3256832 Nocardiopsis 
Streptosporangineae; 


478036 Bacteria_16S 


strain DSM 40297 


Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_16S 


strain DSM 43377 


Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_16S 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


478036 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


478036 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


478036 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


478036 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


478036 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


478036 Bacteria_16S 


strain DSM 43040 
Actinobacteria; A 


478036 Bacteria_16S 


strain DSM 43039 
Actinobacteria; A 


478036 Bacteria_16S 


strain DSM 43151 
Actinobacteria; A 


478036 Bacteria_16S 


brasiliensis stra 
brasiliensis Bact 
Micromonosporacea 


478036 Bacteria_16S 


parafortuitum str 
parafortuitum Bac 
Mycobacteriaceae; 


478036 Bacteria_16S 


DSM 803 16S ribos 
Actinobacteria; A 
Micromonospora. 


478036 Bacteria_16S 


thailandense DSM 
Bacteria; Actinob 
Dactylosporangium 


478036 Bacteria_16S 


inositola DSM 438 
Bacteria; Actinob 
Micromonospora. 


478036 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


478036 Bacteria_16S 


halophytica DSM 4 
Bacteria; Actinob 
Micromonospora. 


478036 Bacteria_16S 


coerulea DSM 4314 
Bacteria; Actinob 
Micromonospora. 


3257951 3257881 14 84 gi 
Stre 
gi 


pt 
3259463 3259393 14 84 
Stre 

3260973 3260903 14 84 gi 
albirubida strain DSM 40465 16S rib 


pt 


p- os 


Streptosporangineae; Nocardiopsaceae; No 
3323266 3323192 10 84 gi 
n JW/SL-NZ613 16S ribosomal RNA, parti 
ria; Firmicutes; Clostridia; Thermoana 
hermoanaerobacterium. 
3324794 3324724 14 84 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 
3326321 3326251 14 84 gi 
43916 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


al 
er 


qu 
ti 


en 
al 
3327842 3327772 14 84 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 
3329361 3329291 14 84 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


al 
e; 


en 
al 


3330889 3330819 14 84 gi 
ctinobacteridae; Actinomycetales; Micr 
3332417 3332347 14 84 gi 


ctinobacteridae; Actinomycetales; Micr 
3333912 3333842 14 84 gi 


ctinobacteridae; Actinomycetales; Micr 
3335406 3335336 14 84 gi 
in DSM 43805 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
e; Actinoplanes. 

3338416 3338342 9 83 gi 
ain DSM 43528 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Mycobacterium. 

3341447 3341377 14 
omal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 


1 
; 


al 
e; 


84 gi 


3342974 3342904 14 84 gi 
43158 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


nc 
al 
3344493 3344423 14 84 gi 
19 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 
3346021 3345951 14 84 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 
al 


3347547 3347477 14 84 gi 
3171 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
al 


3349073 3349003 14 84 gi 
3 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


478036 Bacteria_16S 
spinosum strain DSM 4136 16S ribosomal RNA, partial sequence 


3364576 3364502 10 84 gi 


ce 
es; 


ce 
es; 


e 
es; 


es; 


es; 


es; 


es; 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
osporang 
219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
osporang 
219846747 
omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 
cardiops 
219846704 

sequenc 
obactera 


219846702 
ence 


nomyceta 


219846701 


33252 
Micr 


219846700 
sequenc 
Actinomycet 


219846699 


33282 
Micr 


219846698 
16S ribosomal RNA, partial sequence 3329815 33312 
omonospori 
219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
omonospori 
219846696 
16S ribosomal RNA, partial sequence 3332861 33343 
omonospori 
219846695 
sequence 
Actinomy 


219846693 
sequenc 
Actinomycet 


219846690 
3340376 3341852 Micro 


omonospori 


219846689 


33419 
Micr 


219846688 


33434 
Micr 


219846687 


33449 
Micr 


219846686 


33464 
Micr 


219846685 


33480 
Micr 


219846674 


ref |NR_026341.1 
45 Nocardiopsis listeri Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref|NR_026340.1| Nocardiopsis alba 

56 Nocardiopsis alba Bacteria; 

ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_026339.1| Nocardiopsis 

partial sequence 3259907 3261367 


Nocardiopsis listeri 


is. 
ref|NR_026296.1 
e 3322195 332367 
les; Thermoanaer 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


ref |NR_026294.1 
3323723 332519 
les; Micromonosp 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


ref |NR_026293.1 
49 3326720 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


ref|NR_026292.1| Dactylosporangium 
e 3326771 3328239 Dactylosporangium 
ales; Micromonosporineae; 


ref|NR_026291.1 
90 3329764 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


ref|NR_026290.1| Pilimelia terevasa 
92 Pilimelia terevasa Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026289.1| Pilimelia anulata 
10 Pilimelia anulata Bacteria; 
neae; Micromonosporaceae; Pilimelia. 
ref|NR_026288.1| Actinoplanes regularis 
00 Actinoplanes regularis Bacteria; 
neae; Micromonosporaceae; Actinoplanes. 
ref|NR_026287.1| Actinoplanes 

3334351 3335794 Actinoplanes 
cetales; Micromonosporineae; 


ref |NR_026285.1 
e 3337354 333881 
ales; Coryne 


Mycobacterium 
3 Mycobacterium 
bacterineae; 


ref 
mono 
neae 


NR_026282.1 
spora rosari 
Micromonos 


Micromonospora rosaria 
a Bacteria; 
poraceae; 


, 


ref|NR_026281.1 
03 3343371 Dactyl 
omonosporineae; 


Dactylosporangium 
osporangium thailandense 
Micromonosporaceae; 


ref |NR_026280.1 
22 3344899 Micro 
omonosporineae; 


Micromonospora 
monospora inositola 
Micromonosporaceae; 


ref|NR_026279.1| Micromonospora 
50 3346425 Micromonospora aurantiaca 
omonosporineae; Micromonosporaceae; 


ref|NR_026278.1| Micromonospora 
76 3347951 Micromonospora halophytica 
omonosporineae; Micromonosporaceae; 


ref|NR_026277.1| Micromonospora 
02 3349477 Micromonospora coerulea 
omonosporineae; Micromonosporaceae; 


ref|NR_026266.1| Verrucomicrobium 
3363492 3364983 Verrucomicrobium 


spinosum Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 


Verrucomicrobium. 
478036 Bacteria_ 


16S 3367552 3367482 14 84 gi 


219846672 


ref|NR_026264.1 


Streptosporangium 


longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

478036 Bacteria_16S 3369052 3368982 14 84 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

478036 Bacteria_16S 3370548 3370478 14 84 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 

478036 Bacteria_16S 3372047 3371977 14 84 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 

478036 Bacteria_16S 3453223 3453149 10 84 gi|219846608|ref|NR_026200.1| Micrococcus lylae 
strain DSM 20315 16S ribosomal RNA, partial sequence 3452140 3453611 Micrococcus lylae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
478036 Bacteria_16S 3491257 3491187 14 84 gi| 219846582 |ref|NR_026174.1| Streptomyces 
mashuensis strain DSM 40221 16S ribosomal RNA, partial sequence 3490176 3491693 Streptomyces 
mashuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

478036 Bacteria_16S 3492800 3492726 9 83 gi| 219846581 |ref|NR_026173.1| Mycobacterium 
chlorophenolicum ATCC 43826 16S ribosomal RNA, partial sequence 3491744 3493209 Mycobacterium 
chlorophenolicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

478036 Bacteria_16S 3497259 3497189 13 83 gi|219846578|ref|NR_026170.1| Coriobacterium 
glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 3496207 3497641 Coriobacterium 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Coriobacterium. 

478036 Bacteria_16S 3608577 3608503 9 83 gi|219846500|ref|NR_026092.1| Mycobacterium 
hiberniae strain ATCC 9874 16S ribosomal RNA, partial sequence 3607525 3608920 Mycobacterium 
hiberniae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

478036 Bacteria_16S 3616149 3616075 9 83 gi|219846495|ref|NR_026087.1| Mycobacterium gadium 
strain 1066 16S ribosomal RNA, partial sequence 3615060 3616515 Mycobacterium gadium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 3617660 3617586 9 83 gi|219846494|ref|NR_026086.1| Mycobacterium 
komossense strain Ko2 16S ribosomal RNA, partial sequence 3616566 3618027 Mycobacterium komossense 


Bacteria; Actinob 


Mycobacterium. 


478036 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


strain 3015 16S r 
strain ATCC 35799 


Bacteria; Actinob 
Mycobacterium. 


478036 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


strain ATCC 43910 
Bacteria; Actinob 
Mycobacterium. 


478036 Bacteria_16S 
DSM 44277 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


478036 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


3623289 3623215 9 83 gi 
ulosis strain 5617 16S ribosomal RNA, 
tuberculosis Bacteria; Actinobacteria; 


v 
3624790 3624716 9 83 
ibosomal RNA, partial sequence 


gi 


3626335 3626261 9 
16S ribosomal RNA, 


83 gi 
complete sequence 


3629495 3629413 2 
16S ribosomal RNA, 


84 gi 
complete sequence 


3637080 3637006 9 83 gi 
16S ribosomal RNA, partial sequence 


3664673 3664599 9 83 


gi 


Mycobacterium. 

3687438 3687356 2 84 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


478036 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


3688955 3688873 2 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


acteria; Actinobacteridae; Actinomycet 


Mycobacteriaceae; Mycobacterium; Myc 
478036 Bacteria_16S 
3623734 36252 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
478036 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


acteria; Gammaproteobacteria; Pseudomo 
478036 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


3686364 36878 


ales; Cory 
219846490 
partial se 
Actinobac 
obacterium 


219846489 


nebacterin 
219846488 
36252 
ales; Cory 
219846486 
36283 
nadales; P 
219846481 
36360 
ales; Cory 
219846462 
equence 

inomycet 


219846446 


neba 


quen 
teri 


eae; 


neba 


seud 


02 3637503 Mycob 
neba 


ales 


cterineae; M 


ref|NR_026082.1 
ce 362222 
dae; Actino 
avium complex ( 
ref|NR_026081.1 
17 Mycobacterium 
Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 
cterineae; M 


ref|NR_026078.1 
74 3629910 Pseudo 
omonadaceae; 
NR_026073.1 
a 


M 


ref 
cterineae; 


ref|NR_026054.1 
3663577 366509 
Corynebact 


, 


ref |NR_026037.1 


219846445 


ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 


mycetales; 


MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Pseudomonas aeruginosa 
monas aeruginosa 
Pseudomonas. 
Mycobacterium duvalii 
cterium duvalii 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 


erineae; 


Mycoplasma yeatsii 


30 Mycoplasma yeatsii Bacteria; 


ref|NR_026036.1 


Mycoplasma cottewii 


3687881 3689347 Mycoplasma cottewii Bacteria; 


478036 Bacteria_16S 3700967 3700885 2 84 gi|219846436|ref|NR_026027.1| Ureaplasma gallorale 
strain D6-1 16S ribosomal RNA, partial sequence 3699882 3701336 Ureaplasma gallorale Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 

478036 Bacteria_16S 3705446 3705372 10 84 gi|219846433|ref|NR_026024.1| Prosthecobacter 
fusiformis strain FC4 16S ribosomal RNA, partial sequence 3704351 3705819 Prosthecobacter fusiformis 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
478036 Bacteria_16S 3708483 3708409 10 84 gi|219846431|ref|NR_026022.1| Prosthecobacter 
vanneervenii strain FC2 16S ribosomal RNA, partial sequence 3707388 3708856 Prosthecobacter vanneervenii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
478036 Bacteria_16S 3713012 3712942 14 84 gi|219846428|ref|NR_026019.1| Actinoplanes 
auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Actinoplanes. 

478036 Bacteria_16S 3714473 3714403 14 84 gi| 219846427 |ref|NR_026018.1]| Actinoplanes 
philippinensis strain P-15 16S ribosomal RNA, partial sequence 3713443 3714853 Actinoplanes 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 

478036 Bacteria_16S 3725067 3724997 14 84 gi|219846418|ref|NR_026009.1| Actinomadura 
verrucosospora strain A-184 16S ribosomal RNA, partial sequence 3724040 3725450 Actinomadura 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

478036 Bacteria_16S 3726529 3726459 14 84 gi|219846417|ref|NR_026008.1| Actinomadura 
rugatobispora strain IFO 14382 16S ribosomal RNA, partial sequence 3725501 3726906 Actinomadura 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

478036 Bacteria_16S 3727981 3727911 14 84 gi|219846416|ref|NR_026007.1| Actinomadura macra 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 3728359 Actinomadura macra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

478036 Bacteria_16S 3729435 3729365 14 84 gi|219846415|ref|NR_026006.1| Actinomadura 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 3728410 3729818 Actinomadura 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

478036 Bacteria_16S 3730893 3730823 14 84 gi|219846414|ref|NR_026005.1] Actinocorallia 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 3729869 3731272 Actinocorallia 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinocorallia. 

478036 Bacteria_16S 3732349 3732279 14 84 gi|219846413|ref|NR_026004.1| Actinomadura coerulea 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 3732731 Actinomadura coerulea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

478036 Bacteria_16S 3733810 3733740 14 84 gi|219846412|ref|NR_026003.1| Actinomadura 
atramentaria strain SF2197 16S ribosomal RNA, partial sequence 3732782 3734190 Actinomadura 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

478036 Bacteria_16S 3735269 3735199 14 84 gi|219846411|ref|NR_026002.1| Microbispora rosea 
subsp. aerata strain P132 16S ribosomal RNA, partial sequence 3734241 3735655 Microbispora rosea 
subsp. aerata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Microbispora. 

478036 Bacteria_16S 3736728 3736658 14 84 gi|219846410|ref|NR_026001.1| Nonomuraea spiralis 
strain IFO 14097 16S ribosomal RNA, partial sequence 3735706 3737114 Nonomuraea spiralis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
478036 Bacteria_16S 3738188 3738118 14 84 gi|219846409|ref|NR_026000.1| Nonomuraea recticatena 


strain IFO 14525 


strain IFO 14345 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
478036 Bacteria_16S 3741117 3741047 14 84 gi|219846407 
niveoalba strain Mt-3 16S ribosomal RNA, partial sequence 37400 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Microtetraspora. 

478036 Bacteria_16S 3742581 3742511 14 84 gi| 219846406 


strain T/457 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Microtetraspora. 
478036 Bacteria_16S 3744042 3743972 14 84 gi|219846405 


strain IFO 14094 


478036 Bacteria_16S 


strain 104 16S r 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Stre 
gi 


pt 


3739652 3739582 14 84 


ribosomal RNA, partial sequence 


Strept 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_16S 219846408 


16S ribosomal RNA, partial sequence 3738628 37400 


3741557 37429 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 


osporang 


osporang 


3745510 3745440 14 84 
ibosomal RNA, partial sequence 


gi 


219846404 
3744485 3745896 Nonomuraea fastidiosa Bacteria; 
Streptosporangineae; 


inea 
ref 


e; Streptosp 
NR_025999.1 


ineae; Streptosp' 
ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


ref |NR_025997.1 


ineae; Streptosp 


ref|NR_025996.1 


ineae; Streptosp 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


orangiaceae; Nonomuraea. 
Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 


orangiaceae; 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae 7 Nonomuraea. 


ref|NR_025995.1 


Streptosp 


Nonomuraea fastidiosa 


orangiaceae 7 Nonomuraea. 


478036 Bacteria_ 


478036 Bacteria_ 
strain IFO 14745 


478036 Bacteria_ 


putrefaciens stra 
putrefaciens Bact 


478036 Bacteria_ 


AS145 16S ribosomal RNA, partial sequence 
Alphaproteobacter 


478036 Bacteria_ 


strain B62 16S ri 


16S 3746969 3746899 14 84 gi 


Stre 


16S 3748432 3748362 14 84 gi 


pt 


219846403 
strain IFO 13155 16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; osporang 
219846402 


16S ribosomal RNA, partial sequence 3747408 37488 


ref|NR_025994.1| Nonomuraea angiospora 
57 Nonomuraea angiospora Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025993.1| Nonomuraea africana 

20 Nonomuraea africana Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
16S 3775535 3775453 2 84 gi|219846380|ref|NR_025971.1| Mycoplasma 
in KS-1 16S ribosomal RNA, partial sequence 3774462 3775927 Mycoplasma 
eria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
16S 3789145 3789063 2 84 gi|219846371|ref|NR_025962.1| Ehrlichia muris strain 
3788062 3789489 Ehrlichia muris Bacteria; Proteobacteria; 
ia; Rickettsiales; Anaplasmataceae; Ehrlichia. 
16S 3810290 3810208 2 84 gi|219846356|ref|NR_025947.1| Pseudomonas flavescens 
bosomal RNA, complete sequence 3809177 3810705 Pseudomonas flavescens Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

478036 Bacteria_16S 3901848 3901778 14 84 gi|219846294|ref|NR_025884.1| Herbidospora cretacea 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Herbidospora. 

478036 Bacteria_16S 3906503 3906421 2 84 gi|219846291|ref|NR_025881.1| Pseudomonas 
oryzihabitans strain L-1 16S ribosomal RNA, complete sequence 3905392 3906918 Pseudomonas 
oryzihabitans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

478036 Bacteria_16S 3908075 3907993 2 84 gi|219846289|ref|NR_025879.1| Ureaplasma felinum 


strain FT2-B 16S 


Tenericutes; Moll 


478036 Bacteria_ 


canigenitalium st 
canigenitalium Ba 


478036 Bacteria_ 


yamanashiensis st 
yamanashiensis Ba 
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478036 Bacteria _1 
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Streptomycetaceae 
478036 Bacteria_1 
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diastatochromogen 
Streptomycetaceae 
478036 Bacteria_1 


strain RL-34 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_1 
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Bacteria; Actinob 
478036 Bacteria_16S 
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Bacteria; Actinob 
478036 Bacteria_16S 
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Glycomycetaceae; 


478036 Bacteria_16S 
ganghwensis strai 
ganghwensis Bacte 


Nocardioidaceae; 


478036 Bacteria_16S 
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478036 Bacteria_16S 
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478036 Bacteria_16S 


ribosomal RNA, partial sequence 
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16S 3911128 3911046 2 84 gi 
rain D6P-C 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
16S 3918322 3918252 14 84 gi 
rain YU 127-1 16S ribosomal RNA, parti 
cteria; Actinobacteria; Actinobacterid 
e; Spirilliplanes. 
6S 3924618 3924548 14 84 gi 
ain ATCC 27449 16S ribosomal RNA, comp 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 
6S 3926199 3926129 14 84 gi 
es strain ATCC 12309 16S ribosomal RNA, 
es Bacteria; Actinobacteria; Actinobac 
Streptomyces. 
6S 3929360 3929290 14 84 
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Stre 
6S 4031935 4031865 14 84 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4033485 4033415 14 84 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
4035039 4034969 14 84 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

4051559 4051489 14 84 gi 
n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 

4062032 4061962 14 


e; 


84 gi 
Stre 
4063561 4063491 13 83 gi 
n UNMC-MY1349 16S ribosomal RNA, compl 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

4074172 4074098 9 83 gi 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 
4075656 4075586 14 
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84 gi 


te 


al 
219846201 


al 
219846200 
rt 
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et 
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que 


se 
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te 
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omy 
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16S ribosomal RNA, partial sequence 4060988 40 
Actinobacteria; Actinobacteridae; Actinomycetales; 
478036 Bacteria_16S 


ae; 


ospor 
219846177 
e seq 
Actino: 


3906969 39084 


219846287 
se 
la 


nce 


smatacea 
219846282 
al 
ae 


quenc 
ctino: 


219846278 
le 


seque 


Actinomycet 


219846277 


plete 


ridae; Actin 


219846275 
3928271 39298 
pt 
219846202 


cinea 


40308 
Glyc 


40324 
Glyc 


sequ 


Actinomycet 


219846186 
ence 
Actino: 


myc 


219846178 


624 
ang 


uen 
myc 


219846170 
seque 


nce 
Acti 


41 Ureaplasma felinum Bacteria; 


ref|NR_025877.1 
3910020 391149 
e; Ureaplasma. 
ref|NR_025872.1 
e 3917267 391873 
mycetales; Micro 


Ureaplasma 
9 Ureaplasma 


Spirilliplanes 
6 Spirilliplanes 
monosporineae; 


ref 
nce 


NR_025868.1 
392352 
Strept 


Streptomyces 

9 3925059 Streptomyces 
ales; omycineae; 
ref 
seq 


NR_025867.1 
uence 392511 
omycetales; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 
ref|NR_025865.1| Streptomyces scabiei 
00 Streptomyces scabiei Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_025792.1| Glycomyces algeriensis 
56 4032350 Glycomyces algeriensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025791.1| Glycomyces arizonensis 
01 4033899 Glycomyces arizonensis 
omycineae; Glycomycetaceae; Glycomyces. 
ref|NR_025790.1| Glycomyces 
ence 4033950 4035456 Glycomyces 
ales; Glycomycineae; 
ref|NR_025776.1 
4050504 405187 
etales; Propioni 


Nocardioides 
7 Nocardioides 
bacterineae; 
ref|NR_025768.1| Nocardiopsis salina 
36 Nocardiopsis salina Bacteria; 
ineae; Nocardiopsaceae; Nocardiopsis. 
ref |NR_025767.1| Mycobacterium 

ce 4062487 4063992 Mycobacterium 
etales; Corynebacterineae; 


ref|NR_025760.1 
4073095 407456 
nomycetales; Cor 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


219846169 


ref|NR_025759.1| Nocardia xishanensis 


strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


478036 Bacteria_16S 
strain DSA1 16S ribosoma 
Actinobacteria; Actinoba 
478036 Bacteria_16S 
strain YJS 16S ribosomal 
Tenericutes; Mollicutes; 
478036 Bacteria_16S 
strain BARC 857 16S ribo 
Tenericutes; Mollicutes; 
478036 Bacteria_16S 


grammopterae Bacteria; T 
478036 Bacteria_16S 
strain CHPA-2 16S riboso 
Tenericutes; Mollicutes; 
478036 Bacteria_16S 


4111940 4111870 14 


4164208 4164126 2 
somal RNA, partial sequence 4163118 41646 
Entomoplasmataceae; 
4174889 4174807 2 
grammopterae strain GRUA-1 16S ribosomal RNA, partial sequence 
Entomoplasmatales 
4181042 4180960 2 


4196232 4196150 2 
ganghwensis strain JC2044 16S ribosomal RNA, partial sequence 


84 
1 RNA, partial sequence 


84 
RNA, partial sequence 
Entomoplasmatales; 
84 


Entomoplasmatales; 
84 


enericutes; Mollicutes; 
84 
mal RNA, partial sequence 
Entomoplasmatales; 


84 


cteridae; Actinomycetales; 
4119495 4119413 2 


gi 


gi 
41 


Entomoplasmataceae; 


gi 


219846097 


219846092 
79947 41814 


219846078 


Mesoplasma. 


Mesoplasma. 


gi|219846144|ref|NR_025734.1| Kribbella solani 
4110861 4112376 Kribbella solani Bacteria; 
Propionibacterineae; Nocardioidaceae; Kribbella. 
gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
4118405 4119900 Mesoplasma syrphidae Bacteria; 
Entomoplasmataceae; Mesoplasma. 
gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 


23 Mesoplasma tabanidae Bacteria; 


ref|NR_025687.1| Mesoplasma 

4173799 4175287 Mesoplasma 
; Entomoplasmataceae; Mesoplasma. 
ref|NR_025682.1| Mesoplasma chauliocola 
46 Mesoplasma chauliocola Bacteria; 


Zooshikella 
6 Zooshikella 


ref|NR_025668.1 


195136 419657 


rs 


ganghwensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Hahellaceae; Zooshikella. 
478036 Bacteria_16S 4202111 4202041 14 84 gi|219846074|ref|NR_025664.1| Streptomyces 
olivochromogenes strain DSM 40451 16S ribosomal RNA, partial sequence 4201082 4202529 Streptomyces 
olivochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

478036 Bacteria_16S 4203609 4203539 14 84 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
478036 Bacteria_16S 4211216 4211146 14 84 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

478036 Bacteria_16S 4218863 4218793 14 84 gi|219846062|ref|NR_025652.1| Actinomadura 


nitritigenes strain L 46 16S ribosomal RNA, partial sequence 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; Act 
478036 Bacteria_16S 


strain M175 16S ribosoma 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
66237 
strain HKI0088 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
72251 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Pseudonocardia. 
73815 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 
105574 105501 11 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


478036 Bacteria_16S 


478036 Bacteria_16S 


Pseudonocardiaceae; 
478036 Bacteria_16S 


Pseudonocardiaceae; 
478036 Bacteria_16S 


Bacteria; Firmicutes; 
478036 Bacteria_16S 


4234027 4233953 9 


Clostridia; 
116295 116226 14 
vanbaalenii strain PYR-1 16S ribosomal RNA, partial sequence 


inomadura. 
83 
1 RNA, partial sequence 
66160 


7 84 


72182 14 83 


73746 14 83 


84 


83 


gi 
42 


gi 
65 


gi 


gi 


gi 


gi 


vanbaalenii Bacteria; Actinobacteria; Actinobacteridae; 


Mycobacteriaceae; 
478036 Bacteria_16S 


Bacteria; Firmicutes; 
478036 Bacteria_16S 


aminovalericum Bacteria; 
478036 Bacteria_16S 


strain 358 16S ribosomal 


478036 Bacteria_16S 


478036 Bacteria_16S 


proteoclasticum Bacteria 
478036 Bacteria_16S 


Bacteroidetes; 


230729 230660 14 


328047 327966 1 
strain WPH 179 16S ribosomal RNA, partial sequence 
Bacteroidia; 


Mycobacterium. 

152724 152643 3 
propionicum strain X2 16S ribosomal RNA, partial sequence 
Clostridia; 
189437 189356 3 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequenc 
Clostridiales; 


84 


Clostridiales; 
84 


Firmicutes; Clostridia; 


83 
RNA, partial sequence 


84 


84 


; Firmicutes; Clostridia; 


82 


Bacteroidales; 


gi 


Clostridiaceae; 


gi 


gi 


229646 23110 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
270257 270184 11 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 

Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family I 
271793 271712 3 
proteoclasticum strain B316 16S ribosomal RNA, complete 


gi 


gi 


Clostridiales; 


gi 


219846046 
32932 42344 


265679020 
168 66643 


265679016 


265679015 
Actin 
265678993 
10448 
Thermoa 
265678985 


Actinomyc 


265678961 
15161 


265678937 
Cc 
265678909 


265678880 


II. Incert 
265678879 
sequence 


Actinomycetales; 


4217823 4219291 Actinomadura 


Streptosporangineae; 


ref |NR_025636.1 
22 Mycobacterium 


Mycobacterium shottsii 

shottsii Bacteria; 

eae; Mycobacteriaceae; Mycobacterium. 

ref |NR_029328.1| Bogoriella caseolytica 
Bogoriella caseolytica Bacteria; 


; Bogoriellaceae; Bogoriella. 
ref|NR_029324.1| Pseudonocardia 
71176 72680 Pseudonocardia 


Pseudonocardineae; 


ref|NR_029323.1 
72731 74244 
omycetales; 


Pseudonocardia 
Pseudonocardia 
Pseudonocardineae; 


ref|NR_029301.1| Thermoanaerobacter 

6 105949 Thermoanaerobacter wiegelii 

naerobacteraceae; Thermoanaerobacter. 

ref |NR_029293.1| Mycobacterium 
115240 116730 Mycobacterium 

etales; Corynebacterineae; 

ref |NR_029269.1| Clostridium 

7 153137 Clostridium propionicum 

Clostridium. 

ref|NR_029245.1| Clostridium 

e 188349 189802 Clostridium 

lostridiaceae; Clostridium. 


ref |NR_029217.1 
3 Mycobacterium 


Mycobacterium aurum 
aurum Bacteria; 
Mycobacteriaceae; Mycobacterium. 
NR_029186.1| Thermoanaerobacterium 
269183 270620 


ref 


ae Sedis; Thermoanaerobacterium. 

ref|NR_029185.1| Clostridium 
270671 272189 Clostridium 

Lachnospiraceae; Butyrivibrio. 


265678842 


ref|NR_029147.1] Prevotella oulorum 


326926 328435 Prevotella oulorum Bacteria; 


Prevotellaceae; 


Prevotella. 


478036 Bacteria_16S 359751 359674 7 84 gi| 265678815 |ref|NR_029120.1 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
478036 Bacteria_16S 361297 361220 7 84 gi|265678814|ref|NR_029119.1 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Nesterenkonia. 

478036 Bacteria_16S 430217 430140 7 84 gi|265678768|ref|NR_029073.1 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Nesterenkonia. 

478036 Bacteria_16S 485316 485243 11 84 gi| 265678728 |ref|NR_029033.1 
bajacaliforniensis strain BA-2 16S ribosomal RNA, complete sequence 484221 485741 
bajacaliforniensis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Spiro 
478036 Bacteria_16S 506980 506911 14 83 gi|265678714|ref|NR_029019.1 
antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 505922 507359 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Pseudonocardiaceae; Pseudonocardia. 

478036 Bacteria_16S 523685 523616 14 83 gi|265678703|ref|NR_029008.1 
benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudo 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Pseudonocardia. 

478036 Bacteria_16S 582974 582901 11 84 gi|265678664|ref|NR_028969.1 


strain LF13 16S r 
Caldithrix. 


478036 Bacteria_16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


478036 Bacteria_16S 


strain L1-92 16S 
Firmicutes; Clost 


478036 Bacteria_16S 


satelles strain V 
satelles Bacteria 


478036 Bacteria_16S 


montefiorense str 
montefiorense Bac 
Mycobacteriaceae; 


478036 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


478036 Bacteria_16S 


algidixylanolytic 
algidixylanolytic 


478036 Bacteria_16S 


strain T-3 16S ri 
Bacteroidetes; Sp 


478036 Bacteria_16S 


strain YLM-32 16S 
Actinobacteria; A 


478036 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


478036 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; S 


478036 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


478036 Bacteria_16S 


strain L1-82 16S 
Bacteria; Firmicu 


478036 Bacteria_16S 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


ibosomal RNA, partial sequence 


osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1169352 1169279 11 84 gi 
1293 16S ribosomal RNA, partial sequen 
pirochaetes; Spirochaetales; Spirochae 
1201153 1201080 11 84 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 
1384204 1384123 3 84 gi 
ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Lachno 
1390223 1390150 11 84 gi 
ain HD 100 16S ribosomal RNA, partial 

00 Bacteria; Proteobacteria; Deltaprot 


478036 Bacteria_16S 


1458398 1458321 7 84 gi 


1383100 


581868 58337 


642174 642097 7 84 gi| 265678623 |ref|NR_028928.1 
rain EL-30 16S ribosomal RNA, partial sequence 641107 642573 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
esterenkonia. 

658741 658660 3 84 gi|265678610|ref|NR_028915.1 
ribosomal RNA, partial sequence 657665 659120 Anaerostipes 
ridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

784016 783935 3 84 gi| 265678523 |ref|NR_028827.1 
PI D143K-13 16S ribosomal RNA, partial sequence 782926 784381 
; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Shuttl 

811552 811483 14 83 gi| 265678505 |ref|NR_028808.1 
ain ATCC BAA-256 16S ribosomal RNA, partial sequence 810468 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 

Mycobacterium. 

910330 910249 3 84 gi| 265678438 |ref|NR_028740.1 
in HESP1 16S ribosomal RNA, partial sequence 909211 910743 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clo 

931991 931910 3 84 gi|265678424|ref|NR_028726.1 
um strain SPL73 16S ribosomal RNA, partial sequence 930884 
um Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiace 

975300 975219 1 82 gi|265678394|ref|NR_028696.1 
bosomal RNA, partial sequence 974224 97564 
hingobacteria; Sphingobacteriales; Saprospiraceae; Lewinella. 

1077064 1076987 7 84 gi| 265678325 |ref|NR_028627.1 

ribosomal RNA, partial sequence 1075986 10774 
ctinobacteridae; Actinomycetales; Micrococcineae; Rarobacteracea 

1164855 1164772 1 84 gi|228720667|ref|NR_027596.1 


1163739 11652 


nellaceae; 
228719827 
ce 11682 
taceae; Sp 
228715386 
ce 12000 
es; Synerg 
228716944 
13845 
spiraceae; 
228716586 
sequence 

eobacteria 


224581414 


Mitsuokella. 
ref|NR_027585.1 
43 1169775 Spiroc 
irochaeta. 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref|NR_027557.1 


Roseburia. 
ref |NR_027553.1 
1389197 139049 
Bdellovibriona 


v 


Nesterenkonia lutea 

lutea Bacteria; 
Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


, 


Nesterenkonia 
Nesterenkonia 
ccineae; Micrococcaceae; 


Spirochaeta 
Spirochaeta 
chaeta. 
Pseudonocardia 
Pseudonocardia 
ardineae; 


Pseudonocardia 
nocardia benzenivorans 


seudonocardiaceae; 


Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


Nesterenkonia 
Nesterenkonia 
coccineae; 


Anaerostipes caccae 


caccae Bacteria; 


Shuttleworthia 

Shuttleworthia 
eworthia. 

Mycobacterium 

811984 Mycobacterium 
bacterineae; 


Clostridium 

Clostridium 
stridium. 

Clostridium 

932385 Clostridium 
ae; Clostridium. 
Lewinella persicus 


2 Lewinella persicus Bacteria; 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Spirochaeta 
haeta smaragdinae DSM 


Aminobacterium 
acterium colombiense DSM 
acterium. 

Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


ref|NR_027195.1 


Arcanobacterium 


bernardiae strain LCDC 89/0504 16S ribosomal RNA, partial sequence 1457334 1458715 Arcanobacterium 
bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 


Arcanobacterium. 


478036 Bacteria_16S 1491844 1491763 3 84 gi|219846902|ref|NR_026494.1| Clostridium 
saccharolyticum WM1 16S ribosomal RNA, partial sequence 1490749 1492247 Clostridium saccharolyticum 
WM1 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
478036 Bacteria_16S 1663036 1662967 14 83 gi|219878433|ref|NR_025572.1| Kibdelosporangium 
philippinense strain A 80407 16S ribosomal RNA, partial sequence 1661967 1663456 Kibdelosporangium 
philippinense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Kibdelosporangium. 
478036 Bacteria_16S 1664576 1664507 14 83 gi|219878432|ref|NR_025571.1| Kibdelosporangium 
aridum subsp. largum strain SKF-AAD-609 16S ribosomal RNA, partial sequence 1663507 1664980 
Kibdelosporangium aridum subsp. largum Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kibdelosporangium. 
478036 Bacteria_16S 1670746 1670665 3 84 gi|219878428|ref|NR_025567.1| Clostridium bolteae 
strain 16351 16S ribosomal RNA, partial sequence 1669639 1671136 Clostridium bolteae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
478036 Bacteria_16S 1816715 1816646 14 83 gi|219878325|ref|NR_025464.1| Kibdelosporangium 
aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Kibdelosporangium. 
478036 Bacteria_16S 1924693 1924624 14 83 gi|219878245|ref|NR_025384.1| Pseudonocardia 
kongjuensis strain LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
kongjuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
478036 Bacteria_16S 1984147 1984066 1 82 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 
478036 Bacteria_16S 2072825 2072744 1 82 gi|219878142|ref|NR_025281.1| Prevotella enoeca 
strain ATCC 51261 16S ribosomal RNA, partial sequence 2071729 2073175 Prevotella enoeca Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
478036 Bacteria_16S 2166848 2166779 14 83 gi|219857624|ref|NR_025213.1| Pseudonocardia 
chloroethenivorans strain SL-1 16S ribosomal RNA, partial sequence 2165786 2167229 Pseudonocardia 
chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 
478036 Bacteria_16S 2191217 2191134 1 84 gi|219857605|ref|NR_025193.1]| Amphibacillus 
fermentum strain Z-7984 16S ribosomal RNA, partial sequence 2190108 2191561 Amphibacillus fermentum 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 
478036 Bacteria_16S 2505028 2504947 3 84 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 
478036 Bacteria_16S 2572962 2572881 3 84 gi|219857286|ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
478036 Bacteria_16S 2588353 2588284 15 84 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 
478036 Bacteria_16S 2640576 2640507 14 83 gi|219857231|ref|NR_024859.1| Mycobacterium alvei 
strain CIP 103464 16S ribosomal RNA, partial sequence 2639512 2640976 Mycobacterium alvei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 2690280 2690207 11 84 gi|219857196|ref|NR_024824.1| Hydrogenivirga 
caldilitoris strain IBSK3 16S ribosomal RNA, partial sequence 2689164 2690655 Hydrogenivirga 
caldilitoris Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenivirga. 
478036 Bacteria_16S 2714135 2714062 9 82 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 
478036 Bacteria_16S 2938595 2938526 14 83 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 
478036 Bacteria_16S 3032725 3032644 3 84 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
478036 Bacteria_16S 3044903 3044826 7 84 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 
478036 Bacteria_16S 3145710 3145629 1 82 gi|219846825|ref|NR_026417.1| Prevotella pallens 
strain 10371 16S ribosomal RNA, partial sequence 3144616 3146069 Prevotella pallens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
478036 Bacteria_16S 3158052 3157971 3 84 gi|219846817|ref|NR_026409.1| Desulfotomaculum 
guttoideum strain DSM 4024 16S ribosomal RNA, partial sequence 3156952 3158446 Desulfotomaculum 


guttoideum Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae. 


478036 Bacteria_16S 3218724 3218643 1 82 gi|219846775|ref|NR_026367.1| Thermonema rossianum 
strain NR-27 16S ribosomal RNA, partial sequence 3217640 3219104 Thermonema rossianum Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; Thermonema. 

478036 Bacteria_16S 3339923 3339854 14 83 gi|219846692|ref|NR_026284.1| Mycobacterium 
austroafricanum strain ATCC 33464 16S ribosomal RNA, partial sequence 3338864 3340325 Mycobacterium 
austroafricanum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

478036 Bacteria_16S 3410018 3409945 9 82 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
strain ATCC 51270 16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

478036 Bacteria_16S 3418953 3418865 1 89 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 

478036 Bacteria_16S 3457810 3457733 7 84 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

478036 Bacteria_16S 3525997 3525916 3 84 gi| 219846559 |ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 3599410 3599329 3 84 gi| 219846508 |ref|NR_026100.1| Clostridium 
celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequence 3598328 3599826 Clostridium 
celerecrescens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 3777135 3777062 11 84 gi|219846379|ref|NR_025970.1| Thermodesulforhabdus 
norvegica strain A8444 16S ribosomal RNA, partial sequence 3775978 3777536 Thermodesulforhabdus norvegica 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; 
Thermodesulforhabdus. 

478036 Bacteria_16S 3889688 3889605 1 84 gi|219846302|ref|NR_025892.1| Neisseria flavescens 
strain N 155 16S ribosomal RNA, partial sequence 3888563 3890048 Neisseria flavescens Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisseria. 

478036 Bacteria_16S 4025779 4025698 3 84 gi|219846206|ref|NR_025796.1| Clostridium jejuense 
strain HY-35-12 16S ribosomal RNA, partial sequence 4024698 4026132 Clostridium jejuense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 31462 31390 12 84 gi|265679043|ref|NR_029351.1| Facklamia sourekii 
strain SS 1019 16S ribosomal RNA, partial sequence 30363 31864 Facklamia sourekii Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

478036 Bacteria_16S 75325 75253 12 84 gi|265679014|ref|NR_029322.1| Chlorobium 
phaeovibrioides strain 2631 16S ribosomal RNA, partial sequence 74295 75601 Chlorobium 
phaeovibrioides Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobium/Pelodictyon group; 
Chlorobium. 

478036 Bacteria_16S 76701 76629 12 84 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

478036 Bacteria_16S 100965 100893 12 84 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
strain SL-4 16S ribosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

478036 Bacteria_16S 136125 136049 8 84 gi|265678972|ref|NR_029280.1| Actinomyces 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 135066 136444 Actinomyces 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

478036 Bacteria_16S 184757 184685 12 84 gi|265678940|ref|NR_029248.1| Clostridium nexile DSM 
1787 16S ribosomal RNA, partial sequence 183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 212544 212472 12 84 gi|265678921|ref|NR_029229.1| Clostridium baratii 
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Sedis; Sedimentibacter. 
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16S 244824 244752 12 84 gi 
ibosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
16S 286930 286858 12 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
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478036 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 


metallireducens s 
metallireducens B 
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Carnobacteriaceae; 


Clostridiales; 


partial sequence 
Halobacillus. 


84 gi 


MA-2 16S ribosomal RNA, partial sequence 
Bacillaceae; 


84 gi 


complete sequence 
Bacillaceae; 


84 gi 


84 gi 
84 gi 


84 gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
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salinus Bacteria; 
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2258345 2259880 Streptococcus iniae Bacteria; 


Streptococcus. 


478036 Bacteria_16S 2330803 2330727 8 84 gi|219857509|ref|NR_025097.1| Burkholderia sacchari 


strain IPT10 16S ribosomal RNA, partial sequence 2329695 2331217 Burkholderia sacchari Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
478036 Bacteria_16S 2345897 2345825 12 84 gi|219857497|ref|NR_025085.1| Paenibacillus 


granivorans strain A30 16S ribosomal RNA, partial sequence 2344786 2346268 Paenibacillus granivorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


478036 Bacteria_16S 2351877 2351805 12 84 gi|219857493|ref|NR_025081.1| Dethiosulfovibrio 
marinus strain srl2 16S ribosomal RNA, partial sequence 2350796 2352265 Dethiosulfovibrio marinus 
Bacteria; Synergistetes; Synergistia; Synergistales; Synergistaceae; Dethiosulfovibrio. 

478036 Bacteria_16S 2403521 2403449 12 84 gi|219857458|ref|NR_025046.1| Veillonella criceti 
strain ATCC 17747 16S ribosomal RNA, partial sequence 2402423 2403914 Veillonella criceti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

478036 Bacteria_16S 2417476 2417404 12 84 gi| 219857448 |ref|NR_025036.1| Streptococcus 


didelphis strain W94-11374-1 16S ribosomal RNA, partial sequence 2416361 2417865 Streptococcus 
didelphis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


478036 Bacteria_16S 2429491 2429419 12 84 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
Sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
478036 Bacteria_16S 2496010 2495938 12 84 gi|219857386|ref|NR_024974.1| Streptococcus 


orisratti strain ATCC 700640 16S ribosomal RNA, partial sequence 2494920 2496256 Streptococcus 
orisratti Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
478036 Bacteria_16S 2527760 2527688 12 84 gi|219857359|ref|NR_024947.1| Desulfotomaculum 
alkaliphilum strain S1 16S ribosomal RNA, partial sequence 2526673 2528174 Desulfotomaculum alkaliphilum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
478036 Bacteria_16S 2569846 2569774 12 84 gi| 219857288 |ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 2594577 2594503 9 83 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
478036 Bacteria_16S 2664637 2664565 12 84 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 


478036 Bacteria_16S 2666199 2666127 12 84 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

478036 Bacteria_16S 2702255 2702183 10 82 gi|219857187|ref|NR_024815.1| Prevotella shahii 
strain EHS11 16S ribosomal RNA, partial sequence 2701149 2702638 Prevotella shahii Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

478036 Bacteria_16S 2780308 2780232 8 84 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

478036 Bacteria_16S 2792351 2792279 12 84 gi|219857122|ref|NR_024750.1| Coprococcus catus 


strain VPI-C6-61 16S ribosomal RNA, partial sequence 2791299 2792613 Coprococcus catus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Coprococcus. 
478036 Bacteria_16S 2836094 2836018 8 84 gi|219856900|ref|NR_024721.1| Burkholderia 
kururiensis strain KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


478036 Bacteria_16S 2877913 2877841 12 84 gi|219856873|ref|NR_024692.1| Salimicrobium 
halophilum strain DSM4771 16S ribosomal RNA, partial sequence 2876799 2878315 Salimicrobium 
halophilum Bacteria; Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

478036 Bacteria_16S 2887010 2886938 12 84 gi|219856865|ref|NR_024684.1| Eubacterium 


nitritogenes strain JCM 6485 16S ribosomal RNA, partial sequence 2885932 2887408 Eubacterium 
nitritogenes Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

478036 Bacteria_16S 2888535 2888463 12 84 gi|219856864|ref|NR_024683.1| Eubacterium multiforme 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 2888929 Eubacterium multiforme Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
478036 Bacteria_16S 2890059 2889987 12 84 gi|219856863|ref|NR_024682.1| Eubacterium budayi 
strain JCM 9989 16S ribosomal RNA, partial sequence 2888980 2890451 Eubacterium budayi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 
478036 Bacteria_16S 2925208 2925136 12 84 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
478036 Bacteria_16S 2937093 2937018 14 89 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 
478036 Bacteria_16S 2962783 2962711 12 84 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 
strain 176 16S ribosomal RNA, partial sequence 2961676 2963171 Streptococcus porcinus Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
478036 Bacteria_16S 3034237 3034165 12 84 gi|219846900|ref|NR_026492.1| Clostridium 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 3033166 3034644 Clostridium 
cylindrosporum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 


478036 Bacteria_16S 3064757 3064685 12 84 gi|219846879|ref|NR_026471.1| Streptococcus ovis 
strain S369-98-1 16S ribosomal RNA, partial sequence 3063651 3065027 Streptococcus ovis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

478036 Bacteria_16S 3102130 3102058 12 84 gi|219846854|ref|NR_026446.1| Tindallia magadiensis 
strain Z-7934 16S ribosomal RNA, partial sequence 3101054 3102535 Tindallia magadiensis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Tindallia. 

478036 Bacteria_16S 3111091 3111019 12 84 gi|219846848|ref|NR_026440.1| Sporotomaculum 
hydroxybenzoicum strain BT 16S ribosomal RNA, partial sequence 3110031 3111466 Sporotomaculum 
hydroxybenzoicum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Sporotomaculum. 
478036 Bacteria_16S 3142713 3142641 12 84 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

478036 Bacteria_16S 3150269 3150186 1 84 gi|219846822|ref|NR_026414.1| Thiolamprovum 
pedioforme strain DSM 3802 16S ribosomal RNA, partial sequence 3149167 3150625 Thiolamprovum 
pedioforme Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiolamprovum. 
478036 Bacteria_16S 3151770 3151698 12 84 gi|219846821|ref|NR_026413.1| Desulfovibrio 
intestinalis strain KMS2 16S ribosomal RNA, partial sequence 3150676 3152184 Desulfovibrio 


intestinalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

478036 Bacteria_16S 3156462 3156390 12 84 gi|219846818|ref|NR_026410.1| Desulfotomaculum 
kuznetsovii strain DSM 6115 16S ribosomal RNA, partial sequence 3155325 3156901 Desulfotomaculum 
kuznetsovii DSM 6115 Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
478036 Bacteria_16S 3247532 3247460 12 84 gi|219846756|ref|NR_026348.1| Desulfotomaculum 
aeronauticum strain DSM 10349 16S ribosomal RNA, partial sequence 3246473 3247948 Desulfotomaculum 
aeronauticum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

478036 Bacteria_16S 3361490 3361418 12 84 gi|219846676|ref|NR_026268.1| Marinococcus 
halophilus strain DSM 20408 16S ribosomal RNA, partial sequence 3360383 3361902 Marinococcus 
halophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

478036 Bacteria_16S 3363057 3362985 12 84 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

478036 Bacteria_16S 3396254 3396178 8 84 gi|219846648|ref|NR_026240.1| Promicromonospora 
citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

478036 Bacteria_16S 3411566 3411494 12 84 gi|219846637|ref|NR_026229.1| Dialister pneumosintes 
strain ATCC 33048 16S ribosomal RNA, partial sequence 3410452 3411955 Dialister pneumosintes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

478036 Bacteria_16S 3424952 3424869 1 84 gi|219846628|ref|NR_026220.1| Pseudoalteromonas 
carrageenovora strain ATCC 12662 16S ribosomal RNA, partial sequence 3423861 3425283 
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Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

478036 Bacteria_16S 5646 5563 1 84 gi|265679060|ref|NR_029368.1| Bartonella doshiae 
strain R18 16S ribosomal RNA, partial sequence 4584 5982 Bartonella doshiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

478036 Bacteria_16S 7107 7024 L 84 gi|265679059|ref|NR_029367.1| Bartonella taylorii 
strain M6 16S ribosomal RNA, partial sequence 6033 7437 Bartonella taylorii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

478036 Bacteria_16S 8565 8482 1 84 gi|265679058|ref|NR_029366.1| Bartonella grahamii 
strain V2 16S ribosomal RNA, partial sequence 7488 8910 Bartonella grahamii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

478036 Bacteria_16S 47936 47853 1 84 gi| 265679032 |ref|NR_029340.1| Alcanivorax 
borkumensis strain Sk2 16S ribosomal RNA, partial sequence 46828 48321 Alcanivorax borkumensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
478036 Bacteria_16S 49449 49374 9 84 gi|265679031|ref|NR_029339.1| Actinobaculum schaalii 
strain B 5329 16S ribosomal RNA, partial sequence 48372 49856 Actinobaculum schaalii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
478036 Bacteria_16S 63201 63118 1 84 gi| 265679022 |ref|NR_029330.1| Rhizobium sullae 
strain IS 123 16S ribosomal RNA, partial sequence 62180 63541 Rhizobium sullae Bacteria; 
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ref|NR_029268.1 


Syntroph 
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Oxobacter pfennigii 
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ref|NR_029250.1 
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1 se 


e; Methylomi 
NR_029242.1 
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265678924|ref|NR_029232.1| Clostridium 

al sequence 206801 208304 Clostridium 

iales; Clostridiaceae; Clostridium. 

265678917 |ref|NR_029225.1| Planctomyces 

equence 217606 219133 Planctomyces 

Planctomycetales; Planctomycetaceae; 

265678913|ref|NR_029221.1| Peptococcus niger 
4 Peptococcus niger Bacteria; 

Peptococcus. 

265678896 |ref|NR_029204.1| Microvirgula 

al sequence 248268 249768 Microvirgula 

acteria; Neisseriales; Neisseriaceae; 

265678887 |ref|NR_029195.1| Rhizobium hainanense 


0 Rhizobium hainanense Bacteria; 
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ref|NR_029188.1 
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ae 
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Helicobacter bilis 
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m. 
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e; Desulfobulbus. 
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7 Clostridium innocuum Bacteria; 
eae. 


Neorickettsia risticii 
risticii Bacteria; 
a. 


ref|NR_029161.1 


Comamonas testosteroni 


strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


478036 Bacteria_16S 318816 318733 1 84 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01l 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


478036 Bacteria_16S 342053 341970 1 84 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 
marinus strain MH-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 
478036 Bacteria_16S 346590 346507 1 84 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 
strain 39 16S ribosomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

478036 Bacteria_16S 348059 347976 1 84 gi| 265678826 |ref|NR_029131.1| Brevibacillus 


borstelensis strain Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 
borstelensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 


478036 Bacteria_16S 352407 352324 1 84 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

478036 Bacteria_16S 353867 353784 1 84 gi|265678821|ref|NR_029126.1| Rhodoplanes roseus 
strain 941 16S ribosomal RNA, partial sequence 352821 354233 Rhodoplanes roseus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

478036 Bacteria_16S 355326 355243 1 84 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 

478036 Bacteria_16S 367249 367166 1 84 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 


fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 
478036 Bacteria_16S 371717 371634 1 84 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 


478036 Bacteria_16S 376232 376149 1 84 gi|265678804|ref|NR_029109.1| Paenibacillus 
xylanilyticus strain XIL14 16S ribosomal RNA, complete sequence 375101 376646 Paenibacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 424013 423930 1 84 gi|265678772|ref|NR_029077.1| Bacillus algicola 
strain F12 16S ribosomal RNA, partial sequence 422881 424425 Bacillus algicola Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 428670 428595 9 84 gi|265678769|ref|NR_029074.1| Corynebacterium 


halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
478036 Bacteria_16S 453353 453270 1 84 gi|265678752|ref|NR_029057.1| Macrococcus lamae 
strain R 16089 16S ribosomal RNA, complete sequence 452220 453768 Macrococcus lamae Bacteria; 
Firmicutes; Bacillales; Macrococcus. 
478036 Bacteria_16S 454952 454869 1 84 gi|265678751|ref|NR_029056.1| Macrococcus hajekii 
strain R 16086 16S ribosomal RNA, complete sequence 453819 455366 Macrococcus hajekii Bacteria; 
Firmicutes; Bacillales; Macrococcus. 


478036 Bacteria_16S 463975 463892 1 84 gi| 265678742 |ref|NR_029047.1| Ancylobacter 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 Ancylobacter 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Ancylobacter. 
478036 Bacteria_16S 502427 502344 1 84 gi|265678717|ref|NR_029022.1| Bacillus indicus 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 502811 Bacillus indicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 525180 525105 9 84 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
478036 Bacteria_16S 528279 528200 5 84 gi|265678700|ref|NR_029005.1| Enhydrobacter 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydrobacter aerosaccus 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Enhydrobacter. 

478036 Bacteria_16S 532790 532707 1 84 gi| 265678697 |ref|NR_029002.1| Bacillus drentensis 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 533182 Bacillus drentensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
478036 Bacteria_16S 552735 552660 9 84 gi|265678684|ref|NR_028989.1| Corynebacterium 
aquilae strain S-613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 


478036 Bacteria_16S 569477 569402 9 84 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
478036 Bacteria_16S 573978 573903 9 84 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 


tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


478036 Bacteria_16S 
valerianellae str 


valerianellae Bac 


478036 Bacteria_16S 
glaucum strain IM 


glaucum Bacteria; 
Corynebacteriacea 


478036 Bacteria_16S 
picturae strain R 


Bacteria; Firmicu 


478036 Bacteria_16S 


appendicis strain 


576976 576893 1 84 gi|265678668|ref|NR_028973.1| Acidovorax 
ain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

579871 579796 9 84 gi|265678666|ref|NR_028971.1| Corynebacterium 
MIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

607043 606960 1 84 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
tes; Bacillales; Bacillaceae; Oceanobacillus. 

608540 608465 9 84 gi| 265678646 |ref|NR_028951.1| Corynebacterium 

IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 


appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

478036 Bacteria_16S 610115 610032 1 84 gi| 265678645 |ref|NR_028950.1| Planomicrobium 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

478036 Bacteria_16S 623742 623667 9 84 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

478036 Bacteria_16S 649899 649816 1 84 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

478036 Bacteria_16S 651372 651289 1 84 gi|265678617|ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

478036 Bacteria_16S 654222 654139 1 84 gi|265678614|ref|NR_028919.1| Caloranaerobacter 
azorensis strain MV1087 16S ribosomal RNA, partial sequence 653163 654605 Caloranaerobacter azorensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloranaerobacter. 

478036 Bacteria_16S 669300 669225 9 84 gi|265678603|ref|NR_028908.1| Arcanobacterium 
pluranimalium strain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 Arcanobacterium 
pluranimalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

478036 Bacteria_16S 678570 678487 1 84 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

478036 Bacteria_16S 684371 684288 1 84 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
strain CK74 16S ribosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 695137 695062 9 84 gi| 265678586 |ref|NR_028891.1| Planctomyces 
brasiliensis strain DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 
brasiliensis DSM 5305 Bacteria; Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 
Planctomyces. 

478036 Bacteria_16S 702604 702521 1 84 gi| 265678581 |ref|NR_028886.1| Paenibacillus graminis 
strain RSA19 16S ribosomal RNA, partial sequence 701473 702909 Paenibacillus graminis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 719165 719082 1 84 gi| 265678569 |ref|NR_028873.1| Virgibacillus 


marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

478036 Bacteria_16S 731421 731338 1 84 gi| 265678561 |ref|NR_028865.1]| Solibacillus 
silvestris strain HR3-23 16S ribosomal RNA, partial sequence 730321 731827 Solibacillus 
silvestris Bacteria; Firmicutes; Bacillales; Planococcaceae; Solibacillus. 

478036 Bacteria_16S 732984 732901 1 84 gi|265678560|ref|NR_028864.1| Thiocapsa rosea strain 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacteria; Proteobacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

478036 Bacteria_16S 743592 743521 13 84 gi|265678551|ref|NR_028855.1| Rhodocista pekingensis 
strain 3-p 16S ribosomal RNA, partial sequence 742578 743950 Rhodocista pekingensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
478036 Bacteria_16S 754795 754716 5 84 gi 
valvarum strain MDA3079 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardioba 
478036 Bacteria_16S 794636 794553 1 84 gi 
strain CCBAU 7190B 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
478036 Bacteria_16S 797740 797657 1 84 gi 
naphthalenovorans strain PR-Nl 16S ribosomal RNA, parti 
naphthalenovorans Bacteria; Firmicutes; Bacillales; Pae 
478036 Bacteria_16S 813153 813070 1 84 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
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478036 Bacteria_16S 


strain LMG 4393 1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
478036 Bacteria_16S 995272 995189 1 84 gi| 265678381 
hydrogenoformans strain glu 65 16S ribosomal RNA, partial sequenc 
hydrogenoformans Bacteria; Firmicutes; Clostridia; Clostridiales; 
Sedis; Acidaminobacter. 

478036 Bacteria_16S 998400 998317 1 84 gi| 265678379 
kuenenii strain JB-Al 16S ribosomal RNA, partial sequence 99729 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
478036 Bacteria_16S 999912 999829 1 84 gi| 265678378 
chilensis strain Ch-1 16S ribosomal RNA, partial sequence 99880 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
478036 Bacteria_16S 1001432 1001349 1 84 gi| 265678377 


strain JB-A2 16S 


Proteobacteria; G 


478036 Bacteria_16S 


peptidolytica str 
peptidolytica Bac 
Pseudoalteromonas 
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863256 863181 9 84 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
873903 873828 9 84 gi 
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acteria; Actinobacteridae; Actinomycet 


gi 


884284 884211 11 84 gi 
ain MT-96 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 
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YC300 16S ribosomal RNA, partial seque 
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901128 901045 1 84 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
935169 935094 1 76 gi 
JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 
942835 942752 1 84 gi 
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e 90001 
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brionales; 
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mamonadace 
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1030220 1030137 1 84 gi 


nibacillus. 


ref|NR_028663.1 


hizobium/Agrobac 


265678358 


ref|NR_028800.1| Cupriavidus 

822620 824161 Cupriavidus 
deriales; Burkholderiaceae; Cupriavidus. 
ref|NR_028780.1] Desulforegula 

852834 854357 Desulforegula 
fobacterales; Desulfobacteraceae; 
ref|NR_028773.1| Bulleidia extructa 
9 Bulleidia extructa Bacteria; 
eae; Bulleidia. 
ref|NR_028766.1| Cupriavidus necator 
6 Cupriavidus necator Bacteria; 
ceae; Cupriavidus. 
ref|NR_028758.1| Catellatospora 
0 883139 Catellatospora koreensis 
omonosporineae; Micromonosporaceae; 
ref|NR_028757.1| Desulfacinum 

883190 884650 Desulfacinum 
rophobacterales; Syntrophobacteraceae; 
ref|NR_028747.1| Paenibacillus 
7 899962 Paenibacillus koreensis 
ref|NR_028746.1| Thioalkalimicrobium 
3 901506 Thioalkalimicrobium sibiricum 
cirickettsiaceae; Thioalkalimicrobium. 
ref|NR_028724.1| Bacteriovorax 
6 935530 Bacteriovorax litoralis 
Bacteriovoracaceae; Bacteriovorax. 
ref|NR_028719.1| Comamonas terrigena 
4 943232 Comamonas terrigena Bacteria; 
ae; Comamonas. 
ref|NR_028717.1| Hydrogenophaga 
6 946358 Hydrogenophaga pseudoflava 
mamonadaceae; Hydrogenophaga. 
ref|NR_028715.1| Acidovorax temperans 
4 Acidovorax temperans Bacteria; 
ae; Acidovorax. 
ref|NR_028712.1| Simplicispira 

952645 954156 Simplicispira 
lderiales; Comamonadaceae; 
ref|NR_028711.1| Giesbergeria sinuosa 
7 Giesbergeria sinuosa Bacteria; 
ae; Giesbergeria. 
ref|NR_028683.1| Acidaminobacter 
e 994185 995652 Acidaminobacter 
Clostridiales Family XII. Incertae 
ref|NR_028681.1| Thiomicrospira 
1 998749 Thiomicrospira kuenenii 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028680.1| Thiomicrospira 
0 1000269 Thiomicrospira chilensis 
cirickettsiaceae; Thiomicrospira. 
ref|NR_028679.1| Thiomicrospira frisia 
83 Thiomicrospira frisia Bacteria; 
iaceae; Thiomicrospira. 
ref|NR_028676.1| Pseudoalteromonas 
e 1004861 1006308 Pseudoalteromonas 
romonadales; Pseudoalteromonadaceae; 
ref|NR_028674.1| Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


Rhizobium yanglingense 


37 Rhizobium yanglingense Bacteria; 


terium group; Rhizobium. 


ref|NR_028660.1 


Thiomicrospira 


1029105 1030582 Thiomicrospira thermophila 


Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 


478036 Bacteria_16S 


1054657 1054574 1 84 gi 


autotrophica strain OK10 16S ribosomal RNA, partial sequence 


autotrophica Bacteria; Proteobacteria; Epsilonproteobacteria; 
Sulfurimonas. 


265678341 


ref 
1 


NR_028643.1 


Sulfurimonas 


053566 1055002 Sulfurimonas 
Campylobacterales; 


Helicobacteraceae; 


478036 Bacteria_16S 1056170 1056087 1 84 gi|265678340|ref|NR_028642.1| Paraliobacillus 
ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 1055053 1056552 Paraliobacillus 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 

478036 Bacteria_16S 1071264 1071181 1 84 gi|265678330|ref|NR_028632.1| Tistrella mobilis 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 

478036 Bacteria_16S 1081587 1081504 1 84 gi|265678322|ref|NR_028624.1| Bacillus funiculus 
strain NAFO01 16S ribosomal RNA, partial sequence 1080469 1081998 Bacillus funiculus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 1087661 1087578 1 84 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 


Bacillales; 


Firmicutes; 


Bacillaceae; 
478036 Bacteria_16S 
strain D2-18 16S 
Clostridia; 
478036 Bacteria_16S 

pametensis strain 
pametensis Bacteria; 
Helicobacter. 
478036 Bacteria_16S 
sphenisci strain 
sphenisci Bacteria; 
Corynebacteriaceae; 
478036 Bacteria_16S 


Bacillus. 
1104242 1104167 9 84 

ribosomal RNA, partial sequence 
Clostridiales; 
1128518 1128435 1 


gi 


84 gi 


1134528 1134453 9 84 gi 


Corynebacterium. 


1143665 1143582 1 84 gi 


phragmitetus strain C6-19 16S ribosomal RNA, partial sequence 


phragmitetus Bacteria; Proteobacteria; Alphaproteobacteria; 
Pannonibacter. 
478036 Bacteria_16S 
moniliformis DSM 
DSM 12112 Bacteria; 
478036 Bacteria_16S 
multipartita DSM 
44233 Bacteria; Actinobacteria; 


Nakamurella. 


478036 Bacteria_16S 


1157248 1157165 1 84 gi 


Fusobacteria; Fusobacteriales; 


1161799 1161724 9 84 gi 


1166386 1166311 9 84 gi 


12112 16S ribosomal RNA, partial sequence 


44233 16S ribosomal RNA, partial sequence 


115 


116 


265678306 
1103152 11046 
Clostridiales Family XIII. 
253680771 
B9A Seymour 16S ribosomal RNA, partial sequence 1 
Proteobacteria; Epsilonproteobacteria; Campy 
253680767 
CECT 5990 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycet 


253680761 
Rhodo 


228721492 


61 


Fusobacteriace 
228721225 


07 


Actinobacteridae; Actinomycetales 


228720470 


DSM 1552 16S ribosomal RNA, partial sequence 1165300 1166687 Clost 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichac 


478036 Bacteria_16S 
DSM 43833 16S ribosomal 
Bacteria; Actinobacteria; 
Thermobispora. 
478036 Bacteria_16S 
DSM 16795 16S ribosomal 
Firmicutes; 
478036 Bacteria_16S 

C91 16S ribosomal 
Proteobacteria; 
478036 Bacteria_16S 
strain 01-570-1 1 


Bacteria; 


Firmicutes; 


Lactobacillales; 
478036 Bacteria_16S 
strain R-4069 16S 
Proteobacteria; 
478036 Bacteria_16S 
schoenbuchensis strain Rl 16S ribosomal RNA, partial sequ 
schoenbuchensis Bacteria; Proteobacteria; Alphaproteobact 
478036 Bacteria_16S 
temperatum strain 


1170906 1170835 13 
RNA, partial sequence 


84 gi 


1177013 1176930 1 

RNA, partial sequence 
Clostridia; Clostridiales; 
1180009 1179934 9 84 
RNA, partial sequence 


84 gi 


gi 


1220722 1220639 1 84 gi 


1229861 1229778 1 84 
ribosomal RNA, partial sequence 


gi 


1232896 1232813 1 84 gi 


1243493 12434101 84 gi 


temperatum Bacteria; Proteobacteria; Alphaproteobacteria; 


478036 Bacteria_16S 
hartmannellae strain AlHsp 16S ribosomal RNA, partial seq 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; Parachl 
478036 Bacteria_16S 
limnophilus strain DSM 6472 16S ribosomal RNA, partial 
limnophilus Bacteria; 
478036 Bacteria_16S 


1248046 1247963 1 84 gi 


1255453 12553701 84 gi 
Firmicutes; Bacillales; 
1256961 1256886 9 


84 gi 


Ps 


s 


udomon 


ence 
eria; 


ence 
Rhizo 


uence 
amydia 


quence 
aceae; 


228719618 
1169826 11712 
Actinobacteridae; Actinomycetales; 


eu 


228718376 
1175949 11773 
Clostridiaceae; 
228717704 
1178919 1180416 Nitro 
Betaproteobacteria; Nitrosomonadales; Nitrosomona 
219878362 
6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofustis. 
219878280 
1228770 12302 
Gammaproteobacteria; Pseudomonadales; Pse 


ad 


219878271 


Rh 


219878114 
SDW 018 16S ribosomal RNA, partial sequ 


bi 


219857449 


ce 


219857194 
se 
Paenibacill 


B 


ref 


ref 


ref 
as 


ref 
1 


ref 
511 
ae; 
ref 
39 1 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 
ref 


219857144 


ref 


21 Mogibacterium 
Incertae Sedis; 


ales; 


bacterales; 


; Frankineae; Na 


94 Thermobispora 
donocardineae; P 


somonas eutropha 
daceae; 


1231844 123328 
izobiales; 


1242462 124386 
ales; 


1246931 124845 
Neochlamydia. 


1254345 125584 
revibacillus. 


NR_028608.1 


NR_028019.1 
127427 112890 


NR_028015.1 
133500 113488 


NR_028009.1 
142608 114408 


NR_027615.1 
Streptobacil 


NR_027604.1 
162206 Nakamu 


NR_027592.1 


NR_027583.1 


NR_027573.1 


NR_027566.1 


NR_025501.1 


NR_025419.1 


Cellvibri 
NR_025410.1 


Barto 
NR_025253.1 


Phyllobact 
NR_025037.1 


NR_024822.1 


Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Helicobacter 
7 Helicobacter 


lobacterales; Helicobacteraceae; 


Corynebacterium 
1 Corynebacterium 


Corynebacterineae; 


Pannonibacter 
2 Pannonibacter 


Rhodobacteraceae; 


Streptobacillus 


157635 Streptobacillus moniliformis 


lus. 

Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Clostridium spiroforme 


ridium spiroforme DSM 1552 Bacteria; 
eae. 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 
Clostridium. 


Nitrosomonas eutropha 
C91 Bacteria; 


Nitrosomonas. 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 
aceae; 


O°. 

Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Mesorhizobium 

4 Mesorhizobium 
eriaceae; Mesorhizobium. 
Neochlamydia 

9 Neochlamydia 


Brevibacillus 
5 Brevibacillus 


NR_024772.1 


Corynebacterium 


efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


478036 Bacteria_16S 
strain 2DT 16S ri 
Firmicutes; Bacil 


1297502 1297419 1 84 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


219857534 
1296399 12978 


ref|NR_025122.1| Bacillus endophyticus 
68 Bacillus endophyticus Bacteria; 


478036 Bacteria_16S 1315775 1315692 1 84 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 1318888 1318805 1 84 gi|228715349|ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 


Staphylococcus schleiferi subsp. coagulans Bacteria; 


Firmicutes; 


Bacillales; Staphylococcus. 


478036 Bacteria_16S 1381161 1381078 1 84 gi|228717274|ref|NR_027561.1| Methylocella 
silvestris strain BL2 16S ribosomal RNA, partial sequence 1380115 1381523 Methylocella silvestris BL2 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

478036 Bacteria_16S 1382682 1382599 1 84 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

478036 Bacteria_16S 1397639 1397556 1 84 gi|228715764|ref|NR_027539.1| Methylobacterium 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

478036 Bacteria_16S 1424841 1424766 9 84 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

478036 Bacteria_16S 1437228 1437153 9 84 gi|224581430|ref|NR_027212.1| Oceanithermus 
profundus strain 506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

478036 Bacteria_16S 1438784 1438709 9 84 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

478036 Bacteria_16S 1441902 1441819 1 84 gi|224581427|ref|NR_027209.1| Filobacillus 
milosensis strain SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 

478036 Bacteria_16S 1448028 1447953 9 84 gi|224581422|ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

478036 Bacteria_16S 1450975 1450900 9 84 gi|224581420|ref|NR_027201.1| Corynebacterium 
spheniscorum strain PG 39 16S ribosomal RNA, partial sequence 1449903 1451316 Corynebacterium 
spheniscorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

478036 Bacteria_16S 1464498 1464423 9 84 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

478036 Bacteria_16S 1466021 1465946 9 84 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 
strain U120 16S ribosomal RNA, partial sequence 1464924 1466433 Azoarcus buckelii Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

478036 Bacteria_16S 1469031 1468956 9 84 gi|224581407|ref|NR_027188.1| Zoogloea resiniphila 
strain DhA-35 16S ribosomal RNA, partial sequence 1467942 1469414 Zoogloea resiniphila Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 

478036 Bacteria_16S 1481254 14811711 84 gi|219878371|ref|NR_025510.1| Alicycliphilus 
denitrificans strain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Alicycliphilus. 

478036 Bacteria_16S 1485767 1485684 1 84 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

478036 Bacteria_16S 1487280 1487197 1 84 gi|219857235|ref|NR_024863.1| Rhizobium huautlense 


strain SO2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; R 
478036 Bacteria_16S 1490362 1490287 9 84 gi| 219846947 
strain IBS G15036 16S ribosomal RNA, partial sequence 14892 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
Corynebacterium. 

478036 Bacteria_16S 1493333 14932501 84 gi|219846714 


strain SA35 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 
478036 Bacteria_16S 1500854 1500779 9 84 gi| 219846622 
afermentans subsp. afermentans strain CIP 103499 16S ribosomal RN. 


Corynebacterium afermentans subsp. 
Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
478036 Bacteria_16S 1514260 1514177 1 84 gi 


Cc 


1486230 14876 


1492298 14937 


219878119 


afermentans Bacteria; Actinobacteria; 


orynebac 


90 Rhizobium huautlense Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 
ref|NR_026539.1| Corynebacterium durum 
76 1490698 Corynebacterium durum 
nebacterineae; Corynebacteriaceae; 


ref|NR_026306.1 
11 Xanthobacter agilis Bacteria; 
ae; Xanthobacter. 
ref|NR_026214.1| Corynebacterium 
A, complete sequence 1499786 1501111 
Actinobacteridae; 


Xanthobacter agilis 


terium. 


strain 34hsl1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


ref|NR_025258.1| Bacillus odysseyi 


1513128 1514643 Bacillus odysseyi Bacteria; 


478036 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


478036 Bacteria_16S 


strain KMM 231 16 
Proteobacteria; G 


478036 Bacteria_16S 


strain KMM 227 16 
Proteobacteria; G 


478036 Bacteria_16S 


strain B8 16S rib 
Proteobacteria; B 


478036 Bacteria_16S 


citratiphilum str 
Bacteria; Proteob 


478036 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


478036 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


478036 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


478036 Bacteria_16S 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


478036 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


478036 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


478036 Bacteria_16S 


LMG 22167 16S rib 
Bacillales; Bacil 


478036 Bacteria_16S 


strain T4 16S rib 


1515724 1515641 1 84 gi 
rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


1546251 1546168 1 84 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1547765 1547682 1 84 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
1549271 1549188 1 84 gi 
osomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Aq 
1552205 1552122 1 84 gi 
ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
1555233 15551501 84 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1562650 1562567 1 84 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1570062 1569979 1 84 gi 
n S1 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1580668 1580585 1 84 gi 
CFNEI 156 16S ribosomal RNA, partial 

ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 
1583731 1583648 1 


gi 


84 gi 


Viridibacillus. 
84 gi 


lales; Planococcaceae; 


1585286 1585203 1 


Viridibacillus. 
84 gi 


lales; Planococcaceae; 
1586841 1586758 1 
osomal RNA, partial sequence 
laceae; Bacillus. 

1629475 1629392 1 


osomal RNA, partial sequence 


84 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beije 


478036 Bacteria_16S 


inopinata strain 
Bacteria; Firmicu 


478036 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


478036 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


478036 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


478036 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


478036 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


478036 Bacteria_16S 


strain R2014 16S 
Actinobacteria; A 


478036 Bacteria_16S 


strain R5292 16S 
Actinobacteria; A 


478036 Bacteria_16S 


lacusfryxellense 
lacusfryxellense 


478036 Bacteria_16S 


strain 4-1 16S ri 
Firmicutes; Bacil 


478036 Bacteria_16S 
margaritifer strain N2-214 16S ribosomal RNA, partial sequence 


1632515 1632440 9 84 gi 
143-02 16S ribosomal RNA, partial sequ 
tes; Erysipelotrichi; Erysipelotrichal 
1634080 1633997 1 84 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1635659 1635576 1 84 gi 


n S1 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1637121 1637038 1 84 gi 


omal RNA, partial sequence 
laceae; Bacillus. 

1638612 1638529 1 
omal RNA, partial sequence 
laceae; Bacillus. 

1661538 1661455 1 84 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1669184 1669109 9 84 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1682838 1682763 9 84 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Acti 
1684369 1684286 1 84 gi 
strain C/C-an/Bl 16S ribosomal RNA, pa 
Bacteria; Firmicutes; Clostridia; Clos 
1685853 1685770 1 84 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1687292 1687217 9 84 


84 gi 


gi 


1 
te 


di 


di 


ua 


en 
ri: 


nc 
il 


ue 
ac 


ce 
le 


se 
a; 


ri 


en 
es 


eq 


v 


ce 
co 


s 
cc 


no 


no 


rt 
CE: 


219878113 


219857261 
1545151 15466 


219857260 
1546665 15481 


219857245 
1548180 15495 


219857243 


219857209 


219846143 


219878173 


219878491 


219878489 
16S ribosomal RNA, partial sequence 1582619 15841 


219878488 
16S ribosomal RNA, partial sequence 1584175 15856 


219878487 
1585730 15872 


219878457 
1628419 16298 


219878455 


219878454 


219878453 


219878452 


1636012 1637452 Bacil 


219878451 
1637503 1638932 Bacil 


219878434 
219878429 
1668114 16695 


219878420 
1681727 16832 


219878419 
219878418 
1684753 16861 


219878417 


ref|NR_025252.1 
1514694 151610 
zobiales; Phyllo 


sequence 
ria; Rhi 
ref |NR_024892.1 


Idiomarina 
NR_024891.1 


omarinaceae; 


ref 


omarinaceae; Idiomarina 
ref|NR_024875.1 
95 Aquabacterium 
m. 
ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref |NR_024837.1 
24 1555535 Anoxyb 


bacteriu 


ce 15511 
ales; Aq 


e 15541 
lus. 
ref|NR_025733.1 
1561538 156291 
xybacillus. 
ref |NR_025312.1 
18 1570426 Defluv 
obacteriaceae; D 
ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 


nce 
eae; Ano 
15690 
s; Phyll 
quence 
Rhizobi 


’ 


ref |NR_025628.1 


ref|NR_025627.1 


ref |NR_025626.1 
33 Bacillus humi 


ref|NR_025596.1 


nckiaceae; Methylocella. 
ref |NR_025594.1 
20 1632923 Erysip 
elotrichaceae; E 
ref|NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025592.1 
30 1635961 Planoc 


ce 16314 
; Erysip 
uence 

Aeromona 


16345 

ccus. 
ref 

lus 


NR_025591.1 
soli Bacteri 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025573.1 
1660434 166191 
aenisporosarcina 
ref|NR_025568.1 


equence 


aceae; P 


; Ac 
ref 


mycineae tinomycetace 


NR_025559.1 
; Ac 
ref 
ence 
Clo 
ref 


mycineae tinomycetace 
NR_025558.1 

168328 
stridiaceae; 


NR_025557.1 


ial sequ 
idiales; 


Mesorhizobium 
8 Mesorhizobium 
bacteriaceae; 


Idiomarina zobellii 


14 Idiomarina zobellii Bacteria; 


Idiomarina abyssalis 


29 Idiomarina abyssalis Bacteria; 


Aquabacterium commune 
commune Bacteria; 


Aquabacterium 
cterium citratiphilum 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 

Sinorhizobium 
0 Sinorhizobium 
ae; 


Viridibacillus arenosi 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 


79 Viridibacillus arvi Bacteria; 


Bacillus humi strain 
Bacteria; Firmicutes; 


Methylocella tundrae 


34 Methylocella tundrae Bacteria; 


Erysipelothrix 

elothrix inopinata 

rysipelothrix. 
Oceanisphaera 

9 Oceanisphaera 

aceae; Oceanisphaera. 
Planococcus 

occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


Bacillus vireti strain 
ria; Firmicutes; 


Sporosarcina 
6 Paenisporosarcina 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Clostridium 

5 1684702 Clostridium 
Clostridium. 
Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


ref|NR_025556.1 
1686206 168766 


Tepidiphilus 
1 Tepidiphilus 


margaritifer Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 


Tepidiphilus. 


478036 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


echinoides strain 
echinoides Bacter 


478036 Bacteria_16S 


atypicum strain R 
Bacteria; Actinob 
Corynebacterium. 


478036 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


478036 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


478036 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


agarexedens strai 
agarexedens Bacte 


carmonensis strai 
carmonensis Bacte 


stellifer strain 
Bacteria; Firmicu 


decolorationis st 
decolorationis Ba 


necropolis strain 
necropolis Bacter 


antarcticus strai 
antarcticus Bacte 


limicola Bacteria; 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


478036 Bacteria_16S 
testudinoris strain CCUG 41823 16S ribosomal RNA, parti 
testudinoris Bacteria; Actinobacteria; Actinobacteridae 


lales; 
478036 Bacteria_16S 


cteria; 
478036 Bacteria_16S 


ia; 
478036 Bacteria_16S 


ria; 
478036 Bacteria_16S 
limicola strain GolChil 16S ribosomal RNA, 


Bacillales; 


Bacillaceae; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Bacillales; 


Firmicutes; 


Firmicutes; 


Firmicutes; 


Proteobacteria; Betaproteobacteria; 
478036 Bacteria_16S 


Arcanobacterium. 


Corynebacteriaceae; Corynebacterium. 


478036 Bacteria_16S 
asaccharovorans strain TE2 16S ribosomal RNA, partial s 
asaccharovorans Bacteria; Proteobacteria; Alphaproteoba 


Chelatococcus. 


478036 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; G 


schindleri strain 
schindleri Bacter 


chacoense strain 
Bacteria; Proteob 


478036 Bacteria_16S 


strain DSM 11713 


Firmicutes; Bacill 


478036 Bacteria_16S 
psychrotolerans strain DSM 11706 16S ribosomal RNA, partial sequence 
psychrotolerans Bacteria; 


ales; Bacillaceae; 


Firmicutes; 


1690404 1690321 1 
in M8 16S ribosomal RNA, partial seque 
tes; 
478036 Bacteria_16S 1704325 1704242 1 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1710385 1710310 9 
2070 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


1725675 1725592 1 


1753011 1752928 1 


1771146 1771071 9 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 
1778665 1778582 1 
ain DSM 1355 16S ribosomal RNA, partia 
teria; 
478036 Bacteria_16S 1780214 1780131 1 
n DSM 1327 16S ribosomal RNA, partial 
ria; 
478036 Bacteria_16S 1790694 1790611 1 
n LMG 20964 16S ribosomal RNA, partial 
ria; 
478036 Bacteria_16S 1801330 1801247 1 
IS1 16S ribosomal RNA, partial sequenc 
tes; 
478036 Bacteria_16S 1802898 1802815 1 


rain LMG 19507 16S ribosomal RNA, part 


1804465 1804382 1 
LMG 19488 16S ribosomal RNA, 


1809092 1809009 1 
n CMS 26o0r 16S ribosomal RNA, partial 


1830427 1830352 9 


1848837 1848762 9 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 


1859297 1859222 9 


1868539 1868456 1 


1873107 1873028 5 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; Mor 
478036 Bacteria_16S 1888553 18884745 
LUH5832 16S ribosomal RNA, partial se 
ia; Proteobacteria; Gammaproteobacteri 
478036 Bacteria_16S 1890046 1889963 1 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 


1891623 1891540 1 


1893144 1893061 1 


Bacillales; 


Bacillaceae; 


84 gi|219878414|ref|NR_025553.1| Planococcus 
nce 1689286 1690816 Planococcus rifietoensis 
Planococcaceae; Planococcus. 
84 gi|219878405|ref|NR_025544.1| Methylocystis 
sequence 1703281 1704687 Methylocystis 
a; Rhizobiales; Methylocystaceae; Methylocystis. 

84 gi|219878401|ref|NR_025540.1| Corynebacterium 
ce 1709312 1710793 Corynebacterium atypicum 
ales; Corynebacterineae; Corynebacteriaceae; 

84 gi|219878391|ref|NR_025530.1| Comamonas kerstersii 

6S ribosomal RNA, partial sequence 1724592 1725936 Comamonas kerstersii Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

84 gi|219878372|ref|NR_025511.1| Bacillus luciferensis 

16S ribosomal RNA, partial sequence 1751903 1753404 Bacillus luciferensis Bacteria; 
Bacillus. 

84 gi|219878357|ref|NR_025496.1| Corynebacterium 
quence 1770072 1771486 Corynebacterium 
inomycetales; Corynebacterineae; 

84 gi|219878351|ref|NR_025490.1| Paenibacillus 
1 sequence 1777548 1779056 Paenibacillus 

Bacillales; Paenibacillaceae; Paenibacillus. 
84 gi|219878350|ref|NR_025489.1| Paenibacillus 
sequence 1779107 1780619 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 
84 gi|219878342|ref|NR_025481.1| Virgibacillus 
sequence 1789570 1791087 Virgibacillus 
Bacillales; Bacillaceae; Virgibacillus. 

84 gi|219878335|ref|NR_025474.1| Paenibacillus 

e 1800219 1801737 Paenibacillus stellifer 
Paenibacillaceae; Paenibacillus. 
84 gi|219878334|ref|NR_025473.1| Bacillus 
ial sequence 1801788 1803290 Bacillus 
Bacillales; Bacillaceae; Bacillus. 
84 gi|219878333|ref|NR_025472.1| Virgibacillus 
complete sequence 1803341 1804862 Virgibacillus 
Bacillales; Bacillaceae; Virgibacillus. 
84 gi|219878330|ref|NR_025469.1| Planococcus 
sequence 1807983 1809461 Planococcus 
Bacillales; Planococcaceae; Planococcus. 
84 gi|219878316|ref|NR_025455.1| Propionivibrio 
complete sequence 1829317 1830847 Propionivibrio 
Rhodocyclales; Rhodocyclaceae; Propionivibrio. 

84 gi|219878303|ref|NR_025442.1| Arcanobacterium 
1 sequence 1847763 1849248 Arcanobacterium 
Actinomycetales; Actinomycineae; 

84 gi|219878295|ref|NR_025434.1| Corynebacterium 
al sequence 1858220 1859701 Corynebacterium 
; Actinomycetales; Corynebacterineae; 

84 gi| 219878289 |ref|NR_025428.1| Chelatococcus 
equence 1867493 1868858 Chelatococcus 
cteria; Rhizobiales; Beijerinckiaceae; 

84 gi|219878286|ref|NR_025425.1| Acinetobacter parvus 

1872026 1873490 Acinetobacter parvus Bacteria; 
axellaceae; Acinetobacter. 

84 gi|219878273|ref|NR_025412.1| Acinetobacter 
quence 1887472 1888937 Acinetobacter 
a; Pseudomonadales; Moraxellaceae; Acinetobacter. 

84 gi|219878272|ref|NR_025411.1| Mesorhizobium 
e 1888988 1890453 Mesorhizobium chacoense 
les; Phyllobacteriaceae; Mesorhizobium. 

84 gi|219878270|ref|NR_025409.1| Bacillus psychrodurans 

16S ribosomal RNA, partial sequence 1890504 1891989 Bacillus psychrodurans Bacteria; 
Bacillus. 
84 gi|219878269|ref|NR_025408.1| Bacillus 


Ba 


1892040 1893527 Bacillus 
cillus. 


478036 Bacteria_16S 
strain LMG 1945, 


478036 Bacteria_16S 1903737 1903655 1 84 gi| 219878261 
CIP 106764 16S ribosomal RNA, partial sequence 1902626 19040 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

478036 Bacteria_16S 1913927 1913848 5 84 gi| 219878253 


strain LUH 3792Type 16S ribosomal RNA, partial sequence 


Bacteria; 
478036 Bacteria_16S 


mannitolilytica strain LMG6866 16S ribosomal RNA, partial 
mannitolilytica Bacteria; 


Ralstonia. 
478036 Bacteria_16S 


nitrativorans strain 23310 16S ribosomal RNA, partial sequence 
nitrativorans Bacteria; 


478036 Bacteria_16S 
auriscanis strain 


1899358 1899283 9 


R8846 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


1923188 1923113 9 


1936890 1936807 1 


Proteobacteria; 
1953708 1953633 9 


CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; 


Corynebacteriaceae; Corynebacterium. 


478036 Bacteria_16S 


denitrificans strain NCIMB 9548 16S ribosomal RNA, partial sequen 
denitrificans Bacteria; 


Thiobacillus. 
478036 Bacteria_16S 
strain 581 
Firmicutes; 
478036 Bacteria_16S 


haemolyticum strain CIP 103370 16S ribosomal RNA, partial 


haemolyticum DSM 
Actinomycetaceae; 
478036 Bacteria_16S 
strain 534-30 16S 


478036 Bacteria_16S 


jannaschiana strain ATCC 33883 16S ribosomal RNA, partial 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; 


478036 Bacteria_16S 


strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 20153 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


478036 Bacteria_16S 


1964346 1964263 1 
Proteobacteria; 


1974761 1974678 1 


16S ribosomal RNA, partial sequence 
Bacillales; 


Planococcaceae; 
1980979 1980904 9 


20595 Bacteria; Actinobacteria; Actinobacteridae 
Arcanobacterium. 


2012004 20119211 


ribosomal RNA, partial sequence 
Planctomycetes; Planctomycetacia; Planctomycetales; Planctomycetaceae; 


2013491 2013408 1 


2014951 2014868 1 


2031262 2031187 9 


Proteobacteria; 


84 219878264 


18982 


gi 


19128 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 


84 219878246 
sequenc 


Betaproteobacteria; 


gi 


84 gi| 219878237 
Betaproteobacteria; 
84 gi| 219878226 


84 gi| 219878219 


Betaproteobacteria; Hydro 


84 gi|219878212 
1973642 19751 
Marinibacillus. 

84 gi| 219878208 
sequenc 


84 gi| 219878188 


2010901 20124 
84 219878187 
sequenc 
Rhodo 
219878186 


gi 


84 gi 


84 gi| 219878175 


Burkholderiales; Bu 


Burkholderiales; 


Actinomycetales; 


variabile strain 
variabile Bacteri 
Corynebacteriacea 


DSM 20132 16S ribosomal RNA, partial seq 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 


uence 
inomycet 


ales; 


ref|NR_025403.1 
81 1899753 Bracki 
Brackiella. 


ref |NR_025400.1 


ref |NR_025392.1 
72 1914310 Acinet 
Ac 
ref|NR_025385.1 
e 1922112 192356 


ref|NR_025376.1 
1935800 193729 
Coma: 
ref|NR_025365.1 
1952641 195404 
Corynebac 


ref|NR_025358.1 
ce 1963237 196474 
genophilales; Hy 


ref|NR_025351.1 


ref |NR_025347.1 
e 1979903 198138 
; Actinomycetale 


ref |NR_025327.1 
04 Planctomyces 
Planctomyc 
ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 


ceae; Hyphomonas 
ref|NR_025314.1 
2030195 20316 


Corynebact 


3 


478036 Bacteria_16S 


simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


Corynebacterium. 
478036 Bacteria_16S 


strain KK19 16S ribosomal RNA, 


Firmicutes; 
478036 Bacteria_16S 
strain ATCC 35585 
Firmicutes; 
478036 Bacteria_16S 
strain 47Lol 16S 


478036 Bacteria_16S 
defragrans strain 
Bacteria; 
478036 Bacteria_16S 


strain IBS 506 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


478036 Bacteria_16S 


strain IBS 382 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


478036 Bacteria_16S 
strain SW-72 16S 
Firmicutes; 
478036 Bacteria_16S 


Bacillales; 


Clostridia; 


Bacillales; 


2037351 2037276 9 


2048300 2048217 1 84 gi| 219878160 

complete sequence 2047168 20487 
Paenibacillaceae; Paenibacillus. 

2060601 2060518 1 84 gi| 219878150 


16S ribosomal RNA, partial sequence 
Eubacteriaceae; 


Clostridiales; 
2069676 2069601 9 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


2074321 2074238 1 


54Pin 16S ribosomal RNA, partial sequence 20732 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


2075809 2075726 1 


2085062 2084979 1 


2095707 2095624 1 


ribosomal RNA, partial sequence 
Bacillus. 


Bacillaceae; 
2098697 2098614 1 


84 219878170 


20362 


gi 


20595 
Eubacteriu 
gi|219878144 
2068593 20700 


84 


84 gi|219878141 
Al 
gi|219878139 


2074760 20762 


84 


84 gi| 219878133 


2084014 20854 
84 gi| 219878125 
2094597 20961 


ref|NR_025309.1 
84 2037751 Coryne 
nebacterineae; C 


ref |NR_025299.1 
07 Paenibacillus 


ref |NR_025289.1 
20 2060972 Eubact 
m. 
ref |NR_025283.1 
; Thauera. 

ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025278.1 


Bartonella. 
ref|NR_025272.1 


Bartonella. 
ref|NR_025264.1 


84 gi| 219878123 


aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 


Nitratireductor. 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Ralstonia 
0 Ralstonia 
rkholderiaceae; 


Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Corynebacterium 
7 Corynebacterium 
terineae; 


Thiobacillus 
6 Thiobacillus 


drogenophilaceae; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Arcanobacterium 
5 Arcanobacterium 
s; Actinomycineae; 


Planctomyces maris 


maris Bacteria; 


es. 

Hyphomonas 
4 Hyphomonas 
omonadaceae; Hyphomonas. 
Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Corynebacterium 
0 Corynebacterium 
erineae; 


Corynebacterium 
bacterium simulans 


orynebacteriaceae; 


Paenibacillus borealis 
borealis Bacteria; 


Eubacterium sulci 
erium sulci Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 
Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


ref |NR_025262.1 
2097632 209908 


Nitratireductor 
7 Nitratireductor 


478036 Bacteria_16S 2115452 2115369 1 84 gi|219857658|ref|NR_025247.1| Planococcus maritimus 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 2115849 Planococcus maritimus Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Planococcus. 

478036 Bacteria_16S 2116993 2116910 1 84 gi|219857657|ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

478036 Bacteria_16S 2123044 2122969 9 84 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 
strain AU2944 16S ribosomal RNA, partial sequence 2121958 2123393 Ralstonia insidiosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 

478036 Bacteria_16S 2124555 2124472 1 84 gi|219857652|ref|NR_025241.1| Bacillus aquimaris 
strain TF-12 16S ribosomal RNA, partial sequence 2123444 2124950 Bacillus aquimaris Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 2126111 2126028 1 84 gi|219857651|ref|NR_025240.1| Bacillus marisflavi 
strain TF-11 16S ribosomal RNA, partial sequence 2125001 2126506 Bacillus marisflavi Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 2138166 2138083 1 84 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
478036 Bacteria_16S 2151765 2151682 1 84 gi|219857634|ref|NR_025223.1| Porphyrobacter cryptus 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 2152142 Porphyrobacter cryptus Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphyrobacter. 

478036 Bacteria_16S 2156174 2156103 13 84 gi|219857631|ref|NR_025220.1| Rubrobacter 
taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 2155131 2156606 Rubrobacter 
taiwanensis Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

478036 Bacteria_16S 2183560 2183485 9 84 gi|219857611|ref|NR_025200.1]| Actinomyces 
hongkongensis strain HKU8 16S ribosomal RNA, partial sequence 2182453 2183877 Actinomyces 
hongkongensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

478036 Bacteria_16S 2192715 2192632 1 84 gi|219857604|ref|NR_025192.1| Amphibacillus tropicus 
strain Z-7792 16S ribosomal RNA, partial sequence 2191612 2193037 Amphibacillus tropicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Amphibacillus. 

478036 Bacteria_16S 2225878 2225795 1 84 gi|219857582|ref|NR_025170.1| Paenibacillus 
daejeonensis strain AM141 16S ribosomal RNA, partial sequence 2224766 2226278 Paenibacillus 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 2227439 2227356 1 84 gi|219857581|ref|NR_025169.1| Paenibacillus 
kribbensis strain AM49 16S ribosomal RNA, partial sequence 2226329 2227839 Paenibacillus kribbensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 2231985 2231911 14 88 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

478036 Bacteria_16S 2256456 2256373 1 84 gi|219857562|ref|NR_025150.1| Desulfobulbus 
mediterraneus strain 86FS1 16S ribosomal RNA, partial sequence 2255320 2256776 Desulfobulbus 
mediterraneus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfobulbus. 

478036 Bacteria_16S 2264169 2264086 1 84 gi|219857557|ref|NR_025145.1| Alcanivorax 
venustensis strain ISO4 16S ribosomal RNA, partial sequence 2263050 2264581 Alcanivorax venustensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
478036 Bacteria_16S 2276447 2276372 9 84 gi|219857549|ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

478036 Bacteria_16S 2278006 2277923 1 84 gi|219857548|ref|NR_025136.1| Methylomicrobium 
buryatense strain 5B 16S ribosomal RNA, partial sequence 2276893 2278392 Methylomicrobium buryatense 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 
478036 Bacteria_16S 2284093 2284010 1 84 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter marinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 

478036 Bacteria_16S 2285637 2285554 1 84 gi|219857542|ref|NR_025130.1| Bacillus sonorensis 
strain NRRL B-23154 16S ribosomal RNA, partial sequence 2284530 2285939 Bacillus sonorensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 2287076 2286993 1 84 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

478036 Bacteria_16S 2293100 22930171 84 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

478036 Bacteria_16S 2296078 2295995 1 84 gi|219857533|ref|NR_025121.1| Bartonella bovis 


strain 91-4 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 


2295034 2296438 Bartonella bovis Bacteria; 


478036 Bacteria_16S 


strain IBS 193 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
478036 Bacteria_16S 


strain L2-TR 16S 
Proteobacteria; 


strain K24 16S ri 
Proteobacteria; B 


478036 Bacteria_16S 


strain KCTC 12005 
Proteobacteria; B 


478036 Bacteria_16S 


brasilensis strai 
brasilensis Bacte 


478036 Bacteria_16S 


strain LMG S-1926 
Bacteria; Actinob 
Corynebacterium. 


478036 Bacteria_16S 


canadensis strain 
canadensis Bacter 
Helicobacter. 


478036 Bacteria_16S 


sulfidophilum str 
sulfidophilum Bac 


478036 Bacteria_16S 


denitrificans str 
denitrificans Bac 


478036 Bacteria_16S 


strain YKJ-10 16S 
Firmicutes; Bacil 


478036 Bacteria_16S 


strain IBS 325 16 
Proteobacteria; A 


478036 Bacteria_16S 


gottschalkii stra 
gottschalkii Bact 
Anaerobranca. 


478036 Bacteria_16S 


viterbiensis stra 
viterbiensis Bact 


478036 Bacteria_16S 


strain SPS-1037 1 
Proteobacteria; B 


478036 Bacteria_16S 


quisquiliarum str 
quisquiliarum Bac 
Methylosarcina. 


478036 Bacteria_16S 


strain AML-C10 16 
Proteobacteria; G 


478036 Bacteria_16S 


kellyi strain BII 
Bacteria; Proteob 


478036 Bacteria_16S 


strain BD-87 16S 
Firmicutes; Bacil 


478036 Bacteria_16S 


chinjuensis strai 
Bacteria; Firmicu 


478036 Bacteria_16S 


koreense strain J 
Bacteria; Firmicu 


478036 Bacteria_16S 


aerophilum strain 
Bacteria; Proteob 


478036 Bacteria_16S 


versutus strain A 
Bacteria; Proteob 


G 
478036 Bacteria_16S 


2297544 2297461 1 84 
S ribosomal RNA, partial sequence 


gi 


2299064 2298981 1 84 

ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; I 
2308174 2308091 1 84 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Al 
2315721 2315638 1 84 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
2317257 23171741 84 gi 
n PBl 72 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Paenibaci 
2324863 2324788 9 84 gi 
4 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


2332334 23322511 84 gi 
NLEP-16143 16S ribosomal RNA, partial 
ia; Proteobacteria; Epsilonproteobacte 


2339800 2339717 1 

ain BR4 16S ribosomal RNA, 
teria; Firmicutes; Clostridia; 
2353402 2353319 1 84 


84 gi 
complete se 
Clostri 


gi 


teria; Proteobacteria; Betaproteobacte 
2382306 2382223 1 84 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2395973 2395890 1 84 

S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 
2397457 23973741 84 gi 
in LBS3 16S ribosomal RNA, partial seq 
eria; Firmicutes; Clostridia; Clostrid 


gi 


2406603 2406520 1 84 gi 
in JW/MS-VS5 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
2411239 2411156 1 84 gi 


etaproteobacteria; Burkholderiales; Te 
2412802 2412719 1 84 gi 
ain AML-D4 16S ribosomal RNA, partial 

teria; Proteobacteria; Gammaproteobact 


2414367 2414284 1 84 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
2425152 2425077 9 84 gi 
-1 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
2426696 2426613 1 84 gi 
ribosomal RNA, partial sequence 
lales; Planococcaceae; Viridibacillus. 
2432502 2432419 1 84 gi 
n WN9 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2444700 2444617 1 84 gi 
G07 16S ribosomal RNA, partial sequenc 
tes; Bacillales; Planococcaceae; Plano 
2469041 2468958 1 84 gi 
AL3 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
2472027 2471944 1 84 gi 
L2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


gi 


478036 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


2476388 2476313 9 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


ain 123 16S ribosomal RNA, partial seq 


ne 


di 


ca 


ma. 


qu 
11 


al 


s 
ri 


qu 
di 


ue 
ri 


ne 


ue 
ia 


1 
ia 


pi 


se 
er 


et 


al 


nc 
ni 


e 
mi 


ce 
ha 


al 


enc 
ace 


es; 


equ 
a; 


enc 
ale 


nce 
a; 


lla 
nce 


les 


seq 
les 


dim 


que 
ia; 


hyl 


es; 


e 


bac 


cro. 


les 


es; 


219857532 
2296489 22979 
llaceae; 
219857531 
2297982 22993 
omarinac 
219857524 
2307079 23085 
ligenace 
219857519 


23146 


monadace 
219857518 


e 
ae; 


23238 


Cory 


219857508 


ence 


Campy 


219857502 


e 
S; 


Burkh 
219857472 
2381197 23827 


219857463 
2394935 23963 


ceae; 


219857462 


Clo 


’ 


219857456 


uence 
Clo 


, 


219857453 
6S ribosomal RNA, partial sequence 2410156 24116 


ionas. 


219857452 


nce 
Meth 


219857451 
2413261 24147 


OCcocc 


219857442 


24240 
Halo 


219857441 
2425586 24269 


219857436 


24314 


illus. 
219857423 


24435 
bium. 


219857404 


24679 
Pis 


’ 


219857402 


24709 
Ecto 


219857399 
2475319 2476773 Mycoplasma fastidiosum Bacteria; 


P 
219857513 


He 
219857492 


ref|NR_025120.1 


tonella 
NR_025119.1 


Bar 
ref 


eae; Idiomarina. 
ref|NR_025112.1 
60 Pigmentiphaga 
ae; Pigmentiphag 
ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 


aeni 
ref|NR_025101.1 
67 2325209 Coryn 
nebacterineae; 


ref|NR_025096.1 
2331268 233272 
lobacterales; He 


ref|NR_025090.1 
2338702 234021 
liobacteriaceae; 
ref|NR_025080.1 

2352316 235375 
olderiales; Coma 
ref|NR_025060.1 


ref|NR_025051.1 
Bartonella. 
ref|NR_025050.1 
2396386 239781 
stridiales Famil 


ref|NR_025044.1 

2405537 240701 
stridiaceae; Cal 
ref|NR_025041.1 


ref|NR_025040.1 
2411699 241321 
ylococcales; Met 
ref|NR_025039.1 
aceae; Methylosa 
ref|NR_025030.1 
42 2425535 Haloth 
thiobacillaceae; 
ref |NR_025029.1 


ref |NR_025024.1 
10 2432897 Paenib 


ref|NR_025011.1 
92 2445097 Planom 


ref|NR_024992.1 
28 2469361 Thioal 
cirickettsiaceae 
ref |NR_024990.1 
21 2472353 Thioal 
thiorhodospirace 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Pigmentiphaga kullae 
kullae Bacteria; 
a. 

Comamonas koreensis 
nas koreensis Bacteria; 


Paenibacillus 
1 Paenibacillus 


Corynebacterium casei 
bacterium casei 
orynebacteriaceae; 


Helicobacter 
4 Helicobacter 
licobacteraceae; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Bacillus jeotgali 


01 Bacillus jeotgali Bacteria; 


Bartonella birtlesii 


35 Bartonella birtlesii Bacteria; 


Anaerobranca 
8 Anaerobranca 
y XIV. Incertae Sedis; 


Caloramator 
6 Caloramator 
oramator. 
Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Methylosarcina 
0 Methylosarcina 
hylococcaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


rcina. 
Halothiobacillus 
iobacillus kellyi 
Halothiobacillus. 
Viridibacillus neidei 


98 Viridibacillus neidei Bacteria; 


Paenibacillus 
acillus chinjuensis 


Planomicrobium 
icrobium koreense 


Thioalkalimicrobium 
kalimicrobium aerophilum 
Thioalkalimicrobium. 
Thioalkalivibrio 
kalivibrio versutus 

ae; Thioalkalivibrio. 


’ 


ref |NR_024987.1 


Mycoplasma fastidiosum 


478036 Bacteria_16S 2498918 2498843 9 84 
strain 3CB-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
478036 Bacteria_16S 2500455 2500380 9 84 
strain MF63 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
478036 Bacteria_16S 2506585 2506502 1 84 
strain DSM 12769 
Proteobacteria; Gammaproteobacteria; Chromatiales; 
478036 Bacteria_16S 2532354 2532279 9 84 
strain LMG 3413 1 
Proteobacteria; 
478036 Bacteria_16S 
strain VP-6 16S r 


2538248 2538165 1 84 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


478036 Bacteria_16S 2539653 25395701 84 
strain VP-5 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


478036 Bacteria_16S 2540983 2540900 1 84 
strain MHS-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 


478036 Bacteria_16S 
strain ATCC 19624 
Proteobacteria; 
478036 Bacteria_16S 
strain C-29 16S r 


2546941 2546858 1 84 


2549981 2549898 1 84 
ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 


478036 Bacteria_16S 2551500 2551417 1 84 gi| 219857343 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial 

subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Baci 
478036 Bacteria_16S 2559203 2559120 1 84 gi| 219857338 
strain SR12 16S ribosomal RNA, partial sequence 2558106 25596 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacteriu 
478036 Bacteria_16S 2563797 2563714 1 84 gi| 219857335 
mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequen 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; C 
Helicobacter. 

478036 Bacteria_16S 2619267 2619192 9 84 gi| 219857253 
strain CKB 16S ribosomal RNA, partial sequence 2618180 26196 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
478036 Bacteria_16S 2622305 2622222 1 84 gi| 219857251 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 26212 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
478036 Bacteria_16S 2623794 26237111 84 gi|219857249 


strain ACCC 19665 
Bacteria; 
478036 Bacteria_16S 


2628455 2628372 1 84 


halotolerans strain NN 16S ribosomal RNA, partial sequence 26273 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Gracilibacillus. 
478036 Bacteria_16S 2634471 2634388 1 84 gi| 219857236 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial 


alkanoclasticum Bacteria; 
478036 Bacteria_16S 


Firmicutes; Bacillales; 
2643734 2643651 1 84 


campinasensis strain 324 16S ribosomal RNA, partial sequence 
Paenibaci 


campinasensis Bacteria; 
478036 Bacteria_16S 
pelophilus strain 


Firmicutes; Bacillales; 
2646811 2646736 9 84 


478036 Bacteria_16S 
thyasirae strain 


2648339 2648256 1 84 


Thiomicrospira. 
478036 Bacteria_16S 2649816 2649741 9 84 
strain BS5-8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; 
478036 Bacteria_16S 2651319 2651244 9 84 
6a3 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
478036 Bacteria_16S 2655739 2655664 9 84 
thomssenii strain DSM 


16S ribosomal RNA, partial sequence 2505486 25069 


6S ribosomal RNA, partial sequence 2531266 25327 
Betaproteobacteria; Burkholderiales; Burkholderia 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


Planococcaceae; 


asp 66 16S ribosomal RNA, partial sequence 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 


DSM 5322 16S ribosomal RNA, partial sequence 
thyasirae Bacteria; Proteobacteria; Gammaproteobacteria; 


2650247 2651682 Azosp 


gi| 219857384 
2497830 24993 


Rhodocyclaceae 


gi| 219857382 
2499368 25008 


Rhodocyclaceae 


gi| 219857373 


Ectothiorhodos 
gi| 219857356 


gi|219857352 
2537193 25385 


gi|219857351 
2538597 25399 


gi| 219857350 
2539981 25412 


219857346 
25458 


gi 


gi|219857344 
2548929 25503 
llaceae; 


26227 
les; Phyll 


gi|219857246 


sequence 


gi| 219857229 
llaceae; 
gi| 219857227 
Rhodocyc 
gi| 219857226 
Thiotric 


gi| 219857225 
2648722 26501 
Rhodocyclaceae 
gi| 219857224 


Azospira. 


hale 


ref|NR_024972.1 


ceae; Hyphomona 
ref|NR_024938.1 


ceae; Hyphomona 
ref|NR_024934.1 


ae; 
ref 


Hylemonella. 
NR_024932.1 


Bartonella. 
ref |NR_024931.1 
sequence 255039 
llaceae; Bacillu 
ref |NR_024926.1 


m. 
ref|NR_024923.1 
ce 2562731 256415 
ampylobacterales 


ref|NR_024884.1 
85 Dechloromonas 
; Dechloromonas. 
ref|NR_024881.1 


ref |NR_024879.1 
31 2624203 Mesorh 
obacteriaceae; M 
ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024864.1 
2633347 263479 
Planomicrobium. 
ref|NR_024857.1 
2642624 264413 
Paenibacillus. 
ref|NR_024855.1 
2645713 264719 
lales; Rhodocycl 
ref |NR_024854.1 
2647248 264867 
s; Piscirick 


ref|NR_024853.1 
; Az 
ref 
ira 


onexus. 
NR_024852.1 
oryzae Bacte 


gi| 219857221 


44276 16S ribosomal RNA, partial sequence 


Thauera chlorobenzoica 


17 Thauera chlorobenzoica Bacteria; 


; Thauera. 

ref|NR_024970.1| Azoarcus toluclasticus 
57 Azoarcus toluclasticus Bacteria; 

; Azoarcus. 

ref|NR_024961.1| Alkalispirillum mobile 
49 Alkalispirillum mobile Bacteria; 
piraceae; Alkalispirillum. 
ref|NR_024944.1| Cupriavidus pauculus 
49 Cupriavidus pauculus Bacteria; 

ceae; Cupriavidus. 

ref|NR_024940.1| Hyphomonas rosenbergii 
46 Hyphomonas rosenbergii Bacteria; 
ceae; Hyphomonas. 

ref|NR_024939.1| Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 
s. 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 
Ss. 


Hylemonella gracilis 


37 2547323 Hylemonella gracilis Bacteria; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Bacillus subtilis 
4 2551802 Bacillus 
s. 
Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


Helicobacter 
0 Helicobacter 
; Helicobacteraceae; 


Dechloromonas agitata 
agitata Bacteria; 


Planomicrobium 


00 2622680 Planomicrobium mcmeekinii 


Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 
Gracilibacillus 
ibacillus halotolerans 


Planomicrobium 
1 Planomicrobium 


Paenibacillus 
1 Paenibacillus 


Propionivibrio 

7 Propionivibrio 
aceae; Propionivibrio. 
Thiomicrospira 

1 Thiomicrospira 
ettsiaceae; 


Azonexus fungiphilus 


96 Azonexus fungiphilus Bacteria; 


Azospira oryzae strain 
ria; Proteobacteria; 


ref|NR_024849.1 
2654667 265613 


Corynebacterium 
8 Corynebacterium 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 


478036 Bacteria_16S 2672199 2672116 1 84 gi|219857208|ref|NR_024836.1| Helicobacter ganmani 
strain CMRI H02 16S ribosomal RNA, partial sequence 2671138 2672555 Helicobacter ganmani Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

478036 Bacteria_16S 2675325 2675242 1 84 gi|219857206|ref|NR_024834.1| Thiobacter 
subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 

478036 Bacteria_16S 2699164 2699081 1 84 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
MA001 16S ribosomal RNA, partial sequence 2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 2703786 2703711 9 84 gi|219857186|ref|NR_024814.1| Oceanithermus 
desulfurans strain St55B 16S ribosomal RNA, partial sequence 2702689 2704071 Oceanithermus 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

478036 Bacteria_16S 2708338 2708255 1 84 gi|219857183|ref|NR_024811.1| Hydrogenimonas 
thermophila strain EP1-55-1% 16S ribosomal RNA, partial sequence 2707242 2708663 Hydrogenimonas 
thermophila Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Hydrogenimonaceae; 
Hydrogenimonas. 

478036 Bacteria_16S 2712702 2712619 1 84 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
strain 15-1 16S ribosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 2726378 2726295 1 84 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
strain AM31D 16S ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 2730962 2730891 11 82 gi|219857167|ref|NR_024795.1| Plesiocystis pacifica 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis pacifica Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae; Plesiocystis. 

478036 Bacteria_16S 2750048 2749965 1 84 gi|219857154|ref|NR_024782.1| Diaphorobacter 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
nitroreducens Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Diaphorobacter. 

478036 Bacteria_16S 2769631 2769548 1 84 gi|219857138|ref|NR_024766.1| Bacillus okuhidensis 
strain GTC 854 16S ribosomal RNA, partial sequence 2768556 2770007 Bacillus okuhidensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 2778848 2778765 1 84 gi|219857131|ref|NR_024759.1| Paenibacillus 
glycanilyticus strain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
glycanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 2789464 2789381 1 84 gi|219857124|ref|NR_024752.1| Paenibacillus 
koleovorans strain TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 2817896 2817821 9 84 gi|219856912|ref|NR_024733.1| Coprobacillus 
cateniformis strain JCM 10604 16S ribosomal RNA, partial sequence 2816799 2818283 Coprobacillus 
cateniformis Bacteria; Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae; 
Coprobacillus. 

478036 Bacteria_16S 2846762 2846687 9 84 gi|219856893|ref|NR_024712.1| Mogibacterium vescum 
strain ATCC 700697 16S ribosomal RNA, partial sequence 2845666 2847142 Mogibacterium vescum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

478036 Bacteria_16S 2849865 2849782 1 84 gi|219856891|ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
478036 Bacteria_16S 2863815 2863732 1 84 gi|219856882|ref|NR_024701.1| Pseudomonas halophila 
strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 2864225 Pseudomonas halophila Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

478036 Bacteria_16S 2870020 2869937 1 84 gi|219856878|ref|NR_024697.1| Bacillus 
weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 2868896 2870426 Bacillus 
weihenstephanensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus; Bacillus cereus group. 
478036 Bacteria_16S 2871600 2871517 1 84 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
strain DSM11031 16S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 2873179 2873096 1 84 gi|219856876|ref|NR_024695.1| Bacillus niacini 
strain IFO15566 16S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 2874767 2874684 1 84 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
naganoensis strain ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
naganoensis Bacteria; Firmicutes; Bacillales; Pullulanibacillus. 

478036 Bacteria_16S 2876342 2876259 1 84 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
strain IFO15718 16S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 2879490 2879407 1 84 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
IFO15715 16S ribosomal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 2882607 2882524 1 84 gi|219856870|ref|NR_024689.1| Bacillus atrophaeus 


strain JCM9070 16 
Firmicutes; Bacil 


S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


2881499 2883013 Bacillus atrophaeus Bacteria; 


478036 Bacteria_16S 


oligophenolica 16 


2885620 2885537 1 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
478036 Bacteria_16S 


2914501 2914418 1 


84 gi 


Sphingomonadales; 


219856866 


2884576 28858 
Sphingomonadaceae; 


delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 


delphini Bacteria; 


Firmicutes; 


478036 Bacteria_16S 


Firmicutes; 
478036 Bacteria_16S 
strain BS 16S ribosomal RNA, partial sequence 
Clostridia; 


Bacillales; 
2976564 2976481 1 


Clostridiales; 
2994776 2994693 1 


larrymoorei strain AF3.10 16S ribosomal RNA, partial sequence 


larrymoorei Bacteria; Proteobacteria; Alphaproteobacter 


Rhizobium/Agrobacterium group; Agrobacterium. 


478036 Bacteria_16S 
16S ribosomal RNA, partial sequence 2996783 29982 
Gammaproteobacteria; Acidithiobacillale 
478036 Bacteria_16S 
flavithermus strain DSM 2641 16S ribosomal RNA, partial 
flavithermus Bacteria; 
478036 Bacteria_16S 

thermoruber strain BT2 16S ribosomal RNA, partial sequenc 
Paenibacillaceae; 


caldus strain KU 
Proteobacteria; 


Bacteria; 


strain NCIMB 1112 


Firmicutes; 
478036 Bacteria_16S 


2997879 2997796 1 


2999411 2999328 1 


Firmicutes; 
3002548 3002465 1 


Bacillales; 
3005574 3005491 1 


3019040 3018957 1 


SPS-17 16S ribosomal RNA, partial sequence 


Thermus; 


strain RF-4 16S r 


strain CreCitl 16 
Proteobacteria; 


Propionivibrio. 


478036 Bacteria_16S 


Deinococci; 
478036 Bacteria_16S 


Thermales; Thermaceae; 
3022085 3022002 1 


ibosomal RNA, partial sequence 
Deinococcus-Thermus; 
478036 Bacteria_16S 


Deinococci; Thermales; 
3054094 3054011 1 


S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; 
478036 Bacteria_16S 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial 
dicarboxylicus Bacteria; 


3055632 3055557 9 
Proteobacteria; 


3058691 3058608 1 


Bacillales; 


6 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; 
478036 Bacteria_16S 


84 gi 


3017969 3019430 Thermus o 


Thermus. 
84 gi 
Thermaceae; 
84 gi 


84 gi 


84 gi 


amylolytica strain DSM 2873 16S ribosomal RNA, partial 


amylolytica Bacteria; 


Succinimonas. 


478036 Bacteria_16S 
strain AX39 16S ribosomal RNA, partial sequence 


Proteobacteria; 


limneticum strain 
Bacteria; 


strain ORS 992 16 


Proteobacteria; 


3060182 3060107 9 


3075021 3074946 9 


3076532 3076449 1 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
478036 Bacteria_16S 


3096200 3096117 1 


Gammaproteobacter 


84 gi 


Betaproteobacteria; Rhodocyclales; Rhod 
478036 Bacteria_16S 


84 gi 


cda-1 16S ribosomal RNA, partial sequ 
Proteobacteria; Betaproteobacteria; Rhodocycl 
478036 Bacteria_16S 


84 gi 


84 gi 


219846911 


219846909 


3021006 30224 


Thermus. 
219846886 


3052993 30544 


219846885 


219846883 
sequence 


219846882 


3059104 30605 
ocyclaceae; Thauera. 


219846872 


ales; 
219846871 


3075492 30769 


219846858 


amylophilus strain H 18 16S ribosomal RNA, partial sequence 30950 


Bacteria; 


3097757 3097682 9 


Proteobacteria; Gammaproteobacteria; Aeromonadales; 
478036 Bacteria_16S 


84 gi 


219846857 


confusum strain DMMZ 2439 16S ribosomal RNA, partial sequence 


confusum Bacteria; 
Corynebacteriaceae; 


478036 Bacteria_16S 
16S rib 


strain DSM 11603 


strain DSM 12081 
Proteobacteria; 


riegelii Bacteria; 
Corynebacteriaceae; 


478036 Bacteria_16S 


16S ribosomal RNA, 
Betaproteobacteria; 
478036 Bacteria_16S 
riegelii strain DMMZ 241 
Actin 


Corynebacterium. 
3106668 3106585 1 


3114146 3114071 9 


3120277 3120202 9 


Corynebacterium. 
3121744 31216611 


Rhizobiales; 


84 gi 


84 gi 


complete sequence 
Rhodocyclales; 


84 gi 


84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219846851 


osomal RNA, partial sequence 3105629 31070 
Proteobacteria; Alphaproteobacteria; 
478036 Bacteria_16S 


Phyllobacteriaceae; 


219846846 
31130 


Rhodocyclaceae; 


219846842 


5 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Actinomyceta 


219846841 


oxalivorans strain RAOx-FS 16S ribosomal RNA, partial sequence 
oxalivorans Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 


30045 


sequence 


Betaproteobacteria; Rhodocyc 


ia; Aeromonada 


ence 30739 
Rhodocyc 


Suc 


ref |NR_024685.1 
81 Sphingomonas 


Sphingomonas 
oligophenolica Bacteria; 
Sphingomonas. 


84 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
2913371 2914863 Staphylococcus 
Staphylococcus. 
84 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
2975480 2976925 Clostridium ultunense Bacteria; 
Clostridiaceae; Clostridium. 
84 gi|219846927|ref|NR_026519.1| Agrobacterium 
2993732 2995168 Agrobacterium 
ia; Rhizobiales; Rhizobiaceae; 
84 gi|219846925|ref|NR_026517.1| Acidithiobacillus 
42 Acidithiobacillus caldus Bacteria; 
s; Acidithiobacillaceae; Acidithiobacillus. 
84 gi|219846924|ref|NR_026516.1| Anoxybacillus 
sequence 2998293 2999816 Anoxybacillus 
Bacillaceae; Anoxybacillus. 
84 gi|219846922|ref|NR_026514.1| Brevibacillus 
e 3001433 3002946 Brevibacillus thermoruber 
Brevibacillus. 
84 gi|219846920|ref|NR_026512.1| Methylosinus sporium 


29 3005936 Methylosinus sporium Bacteria; 
Methylosinus. 
ref|NR_026503.1| Thermus oshimai strain 


shimai Bacteria; Deinococcus- 
ref|NR_026501.1| Thermus igniterrae 
77 Thermus igniterrae Bacteria; 


ref|NR_026478.1| Formivibrio citricus 
82 Formivibrio citricus Bacteria; 
Formivibrio. 
ref|NR_026477.1| Propionivibrio 
3054533 3056028 Propionivibrio 
lales; Rhodocyclaceae; 


NR_026475.1| Succinimonas 
53 Succinimonas 
les; Succinivibrionaceae; 
ref|NR_026474.1| Thauera selenatis 
94 Thauera selenatis Bacteria; 


ref|NR_026464.1| Ferribacterium 

12 3075441 Ferribacterium limneticum 
laceae; Ferribacterium. 
ref|NR_026463.1| Rhizobium undicola 
24 Rhizobium undicola Bacteria; 


Rhizobium/Agrobacterium group; Rhizobium. 


ref|NR_026450.1| Ruminobacter 

79 3096617 Ruminobacter amylophilus 

cinivibrionaceae; Ruminobacter. 

ref|NR_026449.1| Corynebacterium 
3096668 3098071 Corynebacterium 

Corynebacterineae; 


ref |NR_026443.1 
51 Aquamicrobium 


Aquamicrobium defluvii 
defluvii Bacteria; 
Aquamicrobium. 
ref |NR_026438.1| Azoarcus anaerobius 
39 3114569 Azoarcus anaerobius Bacteria; 
Azoarcus. 
ref |NR_026434.1| Corynebacterium 
119211 3120593 Corynebacterium 
Corynebacterineae; 


Ww 


les; 


ref |NR_026433.1| Ammoniphilus 
3120644 3122140 Ammoniphilus 


478036 Bacteria_16S 
RAOx1 
Firmicutes; 
478036 Bacteria_16S 

plurifarium strain LMG 1 
plurifarium Bacteria; 


oxalaticus strain 
Bacteria; 


Mesorhizobium. 


478036 Bacteria_16S 
sulfexigens strain SB164 
sulfexigens Bacteria; 


Desulfocapsa. 


478036 Bacteria_16S 
51 16S 
Bacteria; Actinobacteria; 


falsenii CCUG 336 


Corynebacterium. 


478036 Bacteria_16S 
arcachonense strain F1F6 
arcachonense Bacteria; 


Sulfurospirillum. 


3123291 3123208 1 


Bacillales; 
3132144 3132061 1 


3136670 3136587 1 


Proteobacteria; 


3148713 3148638 9 


3159573 3159490 1 


84 


16S ribosomal RNA, partial sequence 31221 


84 


1892 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


84 


Pl 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


84 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


84 


16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; 


219846840|ref 


913 


gi 


Paenibacillaceae; Aneurinibacillus 


NR_026432.1 


Ammoniphilus 


123687 Ammoniphilus oxalaticus 


group; Ammoniphilus. 
gi|219846834|ref|NR_026426.1| Mesorhizobium 
sequence 3131100 3132536 Mesorhizobium 


219846831|ref 


gi 


w 


219846823 
31476 


ref 
42 3 


gi 


219846816|ref 


gi 


Ww 


Rhizobiales; 


Desulfobacterales; 


Corynebacterineae; 


Campylobacterales; 


NR_026423.1 
135552 313703 


NR_026415.1 


NR_026408.1 
158497 315992 


478036 Bacteria_16S 


3167068 3166985 1 
0551 16S ribosomal 


84 gi 


219846810 


ref 


NR_0264 


02.1 


Phyllobacteriaceae; 


Desulfocapsa 
3 Desulfocapsa 


Desulfobulbaceae; 


Corynebacterium 


149116 Corynebacterium falsenii 
Corynebacteriaceae; 


Sulfurospirillum 
9 Sulfurospirillum 
Campylobacteraceae; 


Deinococcus 


s 


3165996 316746 


5 Deinococcus 


radiophilus strain DSM 2 


RNA, partial 


radiophilus Bacteria; 
478036 Bacteria_16S 
radiodurans strain DSM 20539 16S ribosomal 
radiodurans Bacteria; 
478036 Bacteria_16S 


Deinococcus-Thermus; 
3168585 3168502 1 


Deinococci; 
84 gi 
RNA, partial 
Deinococci; 
84 gi 


Deinococcus-Thermus; 
3170101 3170018 1 


proteolyticus strain DSM 20540 16S ribosomal RNA, partial 


proteolyticus Bacteria; 
478036 Bacteria_16S 


Deinococcus-Thermus; 
3176182 3176107 9 


Deinococci; 
84 gi 


equence 


Deinococcales; 
219846809 
s 
De 


ref 


equence 3 


ref 


ref 


inococcales; 
219846808 
sequence 3169032 317049 
Deinococcales; 
219846804 


NR_0264 


NR_0264 


NR_0263 


Deinococcac 
01.1 
167516 316898 
Deinococcac 
00. 


Deinococc 
96.1 


mucifaciens strain DMMZ 
mucifaciens Bacteria; Ac 


Corynebacteriaceae; 


Corynebacterium. 


2278 16S ribosomal RNA, partial 
tinobacteria; Actinobacteridae; 


84 


Ww 


sequence 


219846802 


Actinomycetales; 


175122 317658 
Coryneba 


94.1 


eae; Deinococcus. 
Deinococcus 

1 Deinococcus 

eae; Deinococcus. 
Deinococcus 

7 Deinococcus 

aceae; Deinococcus. 
Corynebacterium 

0 Corynebacterium 

cterineae; 


478036 Bacteria_16S 


singulare strain 


singulare Bacteri 


strain M408/89/1 


3179278 3179203 9 gi 
IBS B52218 16S ribosomal RNA, partial 


3202134 3202059 9 84 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Coryne 


Corynebacterium. 


478036 Bacteria_16S 


mastitidis strain 


3206596 3206521 9 84 gi 
S-8 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Corynebacterium. 


478036 Bacteria_16S 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partia 


sundsvallense Bac 


Corynebacteriaceae; Corynebacterium. 
478036 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


478036 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


478036 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


478036 Bacteria_16S 


strain NZ35 16S r 
Firmicutes; Clost 


478036 Bacteria_16S 


strain Feox-1 16S 
Proteobacteria; B 


478036 Bacteria_16S 


strain DSM 10365 
Firmicutes; Clost 


478036 Bacteria_16S 


3208121 3208046 9 84 gi 


teria; Actinobacteria; Actinobacteridae; 


3214094 3214019 9 84 gi 
train DSM 44291 16S ribosomal RNA, parti 
acteria; Actinobacteria; Actinobacterida 
e; Corynebacterium. 

3215619 3215544 9 84 gi 
23 16S ribosomal RNA, partial sequence 


ribosomal RNA, complete sequence 
etaproteobacteria; Burkholderiales; Lept 
3286740 3286657 1 84 gi 
ridia; CL 


Clostridiales; Clostridiaceae; 


se 
a; Actinobacteria; Actinobacteridae; Act 
Corynebacteriaceae; Corynebacterium. 
478036 Bacteria_16S 


quence 


219846787 
16S ribosomal RNA, partial sequence 3201064 32024 


219846784 
3205525 3207001 Coryne 
Corynebacterineae; 


es; 


219846783 
1 sequence 3207052 320851 
Actinomycetales; 


219846778 
al sequence 
Actinomycetales; 


e; 


219846777 
32145 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 
3235352 3235269 1 84 gi|219846764|ref|NR_026356.1 
JW265 16S ribosomal RNA, partial sequence 3234298 3235755 Thermo 
tes; Clostridia; Clostridiales; Syntrophomonadaceae; Thermosyntr 
3241440 3241357 1 84 gi|219846760|ref|NR_026352.1 
ibosomal RNA, partial sequence 3240430 32418 
ridia; Clostridiales; Clostridiaceae; Thermobrachium. 
3269988 3269905 1 84 gi|219846741|ref|NR_026333.1 


3268876 32703 


othrix. 


219846730 
16S ribosomal RNA, partial sequence 3285670 32871 


3303588 3303505 1 


84 gi 


inomycetales; 


ref |NR_0263 
3178210 317953 
Corynebact 


ref|NR_026379.1 
Corynebacte 
ref|NR_026376.1 


Cc 


ref |NR_026375.1 


Coryne 


ref |NR_026370.1 
321302 


Cory 


ref |NR_026369.1 
49 3216020 Coryne 


ref|NR_026322.1 


ref 


Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 
bacterineae; 


riaceae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 
orynebacteriaceae; 


Thermosyntropha 
syntropha lipolytica 
opha. 

Thermobrachium celere 


33 Thermobrachium celere Bacteria; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 
ostridium. 
219846719 


Salinicoccus roseus 


NR_026311.1 


strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 


Firmicutes; Bacil 


lales; Salinicoccus. 


478036 Bacteria_ 


strain 1A-C 16S 
Actinobacteria; 


478036 Bacteria_ 


pfennigii strain 
pfennigii Bacter 
Syntrophobacter. 


478036 Bacteria_ 


strain NCTC 1095 
Actinobacteria; 


478036 Bacteria_ 


rubra strain ATC 
Bacteria; Proteo 
Pseudoalteromona 


478036 Bacteria_ 


amycolatum strai 
amycolatum Bacte 
Corynebacteriace 


478036 Bacteria_ 
xerosis strain AT 


Bacteria; Actino 
Corynebacterium. 


478036 Bacteria_ 
pilosum strain AT 


pilosum Bacteria 
Corynebacteriace 


478036 Bacteria_ 


strain DZZM 328 
Actinobacteria; 
Corynebacterium. 


478036 Bacteria_ 


radioresistens D 
Bacteria; Proteo 


478036 Bacteria_ 


DSM 2403 16S rib 
Proteobacteria; 


478036 Bacteria_ 


strain DSM 6964 
Proteobacteria; 


478036 Bacteria_ 


haemolyticus str 
haemolyticus Bac 
Acinetobacter. 


478036 Bacteria_ 


baumannii strain 
baumannii Bacter 


478036 Bacteria_ 


acetireducens st 
acetireducens Ba 


478036 Bacteria_ 


strain DSM 6984 
Proteobacteria; 


478036 Bacteria_ 


pseudalcaliphilu 
pseudalcaliphilu 


478036 Bacteria_ 
strain DSM 8723 16S ribosomal RNA, partial sequence 3535585 35370 


Firmicutes; Baci 


478036 Bacteria_ 


strain DSM 8721 
Firmicutes; Baci 


478036 Bacteria_ 


strain DSM 8720 
Firmicutes; Baci 
478036 Bacteria 
strain DSM 8716 
Firmicutes; Baci 


478036 Bacteria_ 


strain DSM 8715 
Firmicutes; Baci 


478036 Bacteria_ 


strain IndiB4 16 
Firmicutes; Clos 


16S 3311156 3311079 7 84 
ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Micr 
16S 3408515 3408432 1 84 gi 
DSM 10092 16S ribosomal RNA, partial s 
a; Proteobacteria; Deltaproteobacteria 


gi 


i ’ 
16S 3413090 3413015 9 84 gi 
1 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; Acti 
16S 3420508 3420425 1 84 gi 
C 29570 16S ribosomal RNA, partial sequ 
bacteria; Gammaproteobacteria; Alteromo 
s 
16S 3432243 3432168 9 84 gi 
n CIP 103452 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ae; Corynebacterium. 

16S 3433691 3433616 9 84 gi 
CC 373 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


b 


16S 3435049 3434974 9 84 gi 
CC 29592 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

16S 3436483 3436409 9 
1 
Actinobacteridae; Actinomycetales; Cory 


i 
a 


83 gi 


16S 
s 
b 


3437890 34378115 84 gi 
M 6976 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
16S 3439399 34393205 84 gi 
fo) 
G 
16S 
1 
G 
16S 3442418 34423395 84 gi 
ain DSM 6962 16S ribosomal RNA, complet 
teria; Proteobacteria; Gammaproteobacte 


3440909 3440830 5 84 gi 


e 


16S 3443928 3443849 5 84 gi 
DSM 30007 16S ribosomal RNA, complete 
a; Proteobacteria; Gammaproteobacteria 
16S 3483523 3483440 1 84 gi 
rain DSM 10703 16S ribosomal RNA, parti 
cteria; Firmicutes; Clostridia; Clostri 
16S 3523021 3522946 9 84 gi 
1 
B 


i v 


16S 3535127 3535044 1 84 gi 
s DSM 8725 16S ribosomal RNA, partial s 
s Bacteria; Firmicutes; Bacillales; Bac 
16S 3536694 35366111 84 gi 


Bacillus. 
84 


llales; Bacillaceae; 


16S 3539821 3539738 1 gi 
as Bacillus. 


84 


lales; Bacillaceae; 
16S 3541393 35413101 
16S ribosomal RNA, 
llales; Bacillaceae; 
16S 3542948 3542865 1 


gi 


Bacillus. 


84 gi 


llales; Bacillaceae; Bacillus. 
16S 3552187 3552104 1 84 

S ribosomal RNA, partial sequence 
tridia; Clostridiales; 


gi 


Clostridiaceae; 


219846713 
3310081 33114 
ococcineae; 
219846640 


equence 


219846636 


no 

219846631 
en 
na 


219846623 
Ac 


219846621 
en 
al 


219846620 
qu 
in 


219846619 
6S ribosomal RNA, partial sequence 3435424 343 
ne 


219846618 
en 
na 
219846617 
somal RNA, partial sequence 3438312 3439771 Aci 
ammaproteobacteria; Pseudomonadales; Mor 
219846616 
6S ribosomal RNA, partial sequence 3439822 344 
ammaproteobacteria; Pseudomonadales; Mor 
219846615 


ri 


219846614 
se 


219846587 
al 
di 
219846561 
6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhodoc 
219846553 
eq 
nik 
219846552 


219846550 
6S ribosomal RNA, partial sequence 3538695 35402 


219846549 
complete sequence 3540266 35417 


219846548 
6S ribosomal RNA, partial sequence 3541838 35433 


llales; Bacillaceae; Bacillus. 
16S 3544504 3544421 1 84 gi| 219846547 
16S ribosomal RNA, complete sequence 3543393 35448 


Syntroph 


34120 
mycineae 


ce 34194 
dales; P 


equence 
tinomyce 


ce 34326 
es; Cory 


ence 
omycetal 


67 


bacterin 


ce 343 
dales; 


68 
M 


ne 
axellace 
12 


axellace 


sequence 
a; Pseud 


quence 
Pseudomo 
sequenc 
ales; Cl 
yclaceae 


uence 
laceae; 


219846542 
3551089 3552603 Caloramator indicus Bacteria; 
Caloramator. 


ref|NR_026305.1 
; Bogoriellacea 
ref |NR_026232.1 

3407396 340888 
obacterales; Syn 


ref |NR_026228.1 
06 3413422 Actin 
; Actinomycetac 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


O: 
e 


ref|NR_026215.1 
3431175 343257 
tales; Corynebac 


ref |NR_026213.1 
26 3433942 Coryne 
nebacterineae; C 


ref|NR_026212.1 
3433993 343537 
es; Corynebacter 


ref |NR_026211.1 


eae; Corynebacte 


ref|NR_026210.1 
03 3438261 Acinet 
oraxellaceae; Ac 
ref|NR_026209.1 
tobacter lwoffii 
ae; Acinetobacte 
ref |NR_026208.1 
80 Acinetobacter 
ae; Acinetobacte 
ref |NR_026207.1 

3441331 344279 
omonadales; Mora 


ref |NR_026206.1 

3442841 344429 
nadales; Moraxel 
ref|NR_026179.1 
e 3482431 348393 
ostridiaceae; Cl 
ref|NR_026153.1 


Th 


3 
Baci 
ref|NR_026144.1 
88 Bacillus 


ref |NR_026142.1 


ref|NR_026141.1 
ref 


NR_026140.1 


ref|NR_026139.1 


Georgenia muralis 


97 Georgenia muralis Bacteria; 
e: 


Georgenia. 
Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


v 


Actinomyces viscosus 

myces viscosus Bacteria; 

ae; Actinomyces. 
Pseudoalteromonas 

alteromonas rubra 

aceae; 


Corynebacterium 
5 Corynebacterium 
terineae; 


Corynebacterium 
bacterium xerosis 
orynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 


ineae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Acinetobacter 
obacter radioresistens 
inetobacter. 
Acinetobacter lwoffii 
Bacteria; 
i. 

Acinetobacter junii 
junii Bacteria; 
r. 

Acinetobacter 
0 Acinetobacter 
xellaceae; 


Acinetobacter 
9 Acinetobacter 
laceae; Acinetobacter. 
Clostridium 
2 Clostridium 
ostridium. 
Thauera aromatica 


32 Thauera aromatica Bacteria; 


Bacillus 
4 Bacillus 


Bacillus halmapalus 


mapalus Bacteria; 


Bacillus agaradhaerens 


15 Bacillus agaradhaerens Bacteria; 


Bacillus clarkii 


87 Bacillus clarkii Bacteria; 


Bacillus clausii 


42 Bacillus clausii Bacteria; 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


ref|NR_026134.1 


Caloramator indicus 


478036 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


478036 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


478036 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


478036 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


478036 Bacteria_16S 


strain LMG 7837 1 
Proteobacteria; A 
Sinorhizobium. 


478036 Bacteria_16S 


strain NCIMB 629 
Firmicutes; Bacil 


478036 Bacteria_16S 


strain NCIMB 1493 
Firmicutes; Bacil 


478036 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


478036 Bacteria_16S 


strain USDA 1844 
Proteobacteria; A 


478036 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


478036 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


478036 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


478036 Bacteria_16S 


strain H152 16S r 
Proteobacteria; A 


478036 Bacteria_16S 


strain CNS 2-75 1 
Proteobacteria; A 


478036 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


478036 Bacteria_16S 


apsheronum strain 
Bacteria; Proteob 


478036 Bacteria_16S 


strain ROO1 16S r 
Proteobacteria; B 


478036 Bacteria_16S 


strain PS-1 16S r 
Proteobacteria; G 


478036 Bacteria_16S 


strain UPM-Ca7 16 
Proteobacteria; A 


478036 Bacteria_16S 


strain Hh-2 16S r 
Proteobacteria; E 


478036 Bacteria_16S 


helveticus strain 
Bacteria; Proteob 


478036 Bacteria_16S 


strain 165 16S ri 
Proteobacteria; E 


3570378 3570295 1 84 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 

3577941 3577858 1 84 gi 
216 16S ribosomal RNA, complete seque 
acteria; Alphaproteobacteria; Rhizobia 
3583970 3583887 1 84 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3590209 3590126 1 84 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
3604040 3603957 1 84 


Id 
gi 


lphaproteobacteria; Rhizobiales; Rhizo 


3610098 3610015 1 84 gi 
lales; Planococcaceae; Planococcus. 
3611580 3611497 1 84 gi 
16S ribosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
3635594 3635511 1 84 gi 
7 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
3646286 3646203 1 84 gi 


lphaproteobacteria; Rhizobiales; Rhizo 
3649325 3649242 1 84 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650864 3650781 1 84 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3652405 3652322 1 84 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3656941 3656858 1 84 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Rhizo 
3684365 3684282 1 84 gi 


lphaproteobacteria; Rhizobiales; Bruce 
3697952 3697869 1 84 gi 


psilonproteobacteria; Campylobacterale 
3699475 3699403 12 84 gi 

1105 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfov 
3771062 3770987 9 84 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
3798232 3798149 1 84 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
3801197 3801114 1 84 gi 
S ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Phyll 
3802706 3802623 1 84 gi 
ibosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3808760 3808677 1 84 gi 
D5248 16S ribosomal RNA, partial sequ 
acteria; Epsilonproteobacteria; Campyl 
3819568 3819485 1 84 gi 
bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 


478036 Bacteria_16S 


strain ST1 16S ri 


3822630 3822547 1 84 gi 
bosomal RNA, partial sequence 


3589120 35906 


6S ribosomal RNA, partial sequence 3602996 36044 


16S ribosomal RNA, partial sequence 3608971 36104 


16S ribosomal RNA, partial sequence 3645244 36466 


3649747 36512 


3651286 36527 


3655877 36573 


6S ribosomal RNA, partial sequence 3683303 36847 


6S ribosomal RNA, partial sequence 3696887 36983 


3769978 37714 


3797117 37986 


3800153 38015 


3801626 38030 


3818485 38199 


219846529 
equence 
rillales; 


219846524 
nce 35769 
les; Brady 
219846520 
equence 

ridiales; 
219846516 


eonella. 
219846504 
bi 


aceae; S 


219846499 


219846498 
36104 


219846482 
36345 
obacterale 
219846474 


biaceae; R 
219846472 
nce 36482 
occales; M 
219846471 


ethylococc 
219846470 


ethylococc 
219846467 


biaceae; R 
219846448 


llaceae; O 
219846438 


s; Helicob 
219846437 
nce 36983 
ibrionales 
219846384 


rkholderia 
219846364 


ciricketts 
219846362 


obacteriac 
219846361 


s; Helicob 
219846357 
ence 38076 
obacterale 
219846350 


s; Helicob 
219846348 


ref|NR_026121.1 
3569313 357079 
Acetobacteraceae 


ref|NR_026116.1 
05 3578325 Blasto 
rhizobiaceae; Bl 
ref|NR_026112.1 
3582883 358438 
Clostridiaceae; 
ref|NR_026108.1 


ref|NR_026096.1 
32 Sinorhizobium 
inorhizobium/Ens 


ref|NR_026091.1 


ref|NR_026090.1 
51 3611882 Planoc 


ref |NR_026074.1 
29 3635951 Helico 
s; Helicobactera 
ref|NR_026066.1 


hizobium/Agrobac 
ref|NR_026064.1 
06 3649696 Methyl 
ethylococcaceae; 
ref|NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026059.1 


hizo 
ref 


bium/Agrobac 
NR_026039.1 


bactrum. 
NR_026029.1 


chro. 
ref 


acteraceae; Heli 
ref |NR_026028.1 
59 3699831 Desulf 
; Desulfomicrobi 
ref|NR_025975.1 
; Ralstonia. 
NR_025955.1 


ceae 
ref 


iaceae; Cyclocla 
ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025952.1 
95 Helicobacter 
acteraceae; Heli 
ref |NR_025948.1 
88 3809126 Campyl 
s; Campylobacter 
ref|NR_025941.1 
57 Helicobacter 
acteraceae; Heli 


Acetobacter aceti 
2 Acetobacter aceti 
Acetobacter; 


v 


Blastobacter 
bacter capsulatus 
astobacter. 

Clostridium 
5 Clostridium 
Clostridium. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Sinorhizobium saheli 
saheli Bacteria; 
ifer group; 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Planococcus citreus 
occus citreus Bacteria; 


Helicobacter rodentium 

bacter rodentium 

ceae; Helicobacter. 
Rhizobium mongolense 


64 Rhizobium mongolense Bacteria; 


terium group; Rhizobium. 
Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 


terium group; Rhizobium. 
Ochrobactrum anthropi 


56 Ochrobactrum anthropi Bacteria; 


Helicobacter trogontum 


08 Helicobacter trogontum Bacteria; 


cobacter. 
Desulfomicrobium 
omicrobium apsheronum 
aceae; Desulfomicrobium. 
Ralstonia syzygii 


22 Ralstonia syzygii Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Mesorhizobium ciceri 
ciceri Bacteria; 
um. 
Helicobacter hepaticus 


hepaticus Bacteria; 


cobacter. 
Campylobacter 
obacter helveticus 
aceae; Campylobacter. 
Helicobacter cinaedi 


cinaedi Bacteria; 


cobacter. 
Helicobacter muridarum 


ref |NR_025939.1 


3821543 3823020 Helicobacter muridarum Bacteria; 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


478036 Bacteria_16S 
hominis strain 65 
Bacteria; 
478036 Bacteria_16S 


3828767 3828688 5 


3830267 3830184 1 


84 


73 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


84 


ATCC 35205 16S ribosomal RNA, partial sequence 


Firmicutes; 
478036 Bacteria_16S 
pelophila strain 
Bacteria; 
478036 Bacteria_16S 
strain SS-1 16S r 
Proteobacteria; 
478036 Bacteria_16S 
strain YT-1 16S r 
Deinococcus-Thermus; 
478036 Bacteria_16S 
strain F9251 16S 


478036 Bacteria_16S 


okeanokoites strain IFO 12536 16S ribosomal RNA, partia 
okeanokoites Bacteria; 


478036 Bacteria_16S 
strain BN 126 16S 


478036 Bacteria_16S 


Clostridia; 


Clostridiales; 
3839219 3839136 1 


3854357 38542741 
3878762 3878679 1 
Deinococci; 
3894275 3894192 1 
3930959 3930876 1 
Firmicutes; 


3941128 3941045 1 


3949862 3949788 14 


Heliobacteriaceae; 


84 


4B 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotricha 


84 


ibosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Leptothrix. 


84 


ibosomal RNA, partial sequence 
Thermales; 


84 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; 


84 


Bacillales; 


84 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobi 


88 


strain 101 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


478036 Bacteria_16S 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 39562 
ae; Aquificales; Aquificaceae; Hydrogenobaculum. 


Bacteria; Aquific 
478036 Bacteria_16S 


laevolacticus strain M-8 16S ribosomal RNA, 
laevolacticus Bacteria; 


478036 Bacteria_16S 


3957383 39573045 


3958869 3958786 1 


Firmicutes; 
3960403 3960320 1 


84 


84 


84 


IAM 12464 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 
478036 Bacteria_16S 
strain ATH 2.2.1 
Proteobacteria; 

478036 Bacteria_16S 
strain NZP 2213 1 


478036 Bacteria_16S 
salexigens strain 
Bacteria; 
478036 Bacteria_16S 


denitrificans strain AS-P1 16S ribosomal RNA, partial s 
denitrificans Bacteria; 


478036 Bacteria_16S 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


centenum Bacteria; 
Rhodospirillum. 
478036 Bacteria_16S 
strain gal 1261 1 


478036 Bacteria_16S 
strain CL-SP19 16 
Proteobacteria; 
478036 Bacteria_16S 
seohaensis strain 


Erythrobacter. 
478036 Bacteria_16S 


laceae; 


6S ribosomal RNA, 


Bacillus. 
3961921 3961838 1 


3967905 3967822 1 


3970856 3970773 1 


3972279 3972196 1 


Proteobacteria; 
3978124 3978053 13 


3980801 3980718 1 


3983833 3983750 1 


3997181 3997098 1 


4010710 4010627 1 


84 


16S ribosomal RNA, partial sequence 3960828 39622 
Betaproteobacteria; Burkholderiales; Rubrivivax. 


84 


complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 


84 


WS 68 16S ribosomal RNA, partial sequence 39698 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


84 


Betapro 
84 


84 


6S ribosomal RNA, partial sequence 3979744 39812 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 


84 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


84 


SW-135 16S ribosomal RNA, partial sequence 
seohaensis Bacteria; Proteobacteria; Alphaproteobacteria; 


84 


strain R22 16S ribosomal RNA, partial sequence 


Proteobacteria; 
478036 Bacteria_16S 
aquimaris strain 
Bacteria; 
478036 Bacteria_16S 


R-7190 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacillales; 


4036552 4036469 1 


4041091 4041008 1 


Bacillus. 


Gammaproteobacteria; Alteromonadales; 


84 


SW-110 16S ribosomal RNA, partial sequence 40355 
Proteobacteria; Alphaproteobacteria; 


84 


Thermaceae; 


complete sequence 
Bacillales; 


219846344 
38276 


gi 


gi| 219846342 
3829173 38306 


ref |NR_025934.1| Cardiobacterium 

53 3829122 Cardiobacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref |NR_025932.1| Heliobacterium chlorum 
84 Heliobacterium chlorum Bacteria; 


Heliobacterium. 
gi|219846336|ref|NR_025926.1| Thiomicrospira 
3838114 3839581 Thiomicrospira pelophila 


les; 
gi|219846326 
3853246 38547 


gi|219846310 
3877677 38791 
Thermus. 
gi|219846299 
3893217 38946 


Piscirickettsiaceae; 


Thiomicrospira. 
ref|NR_025916.1| Leptothrix discophora 
30 Leptothrix discophora Bacteria; 


ref|NR_025900.1| Thermus aquaticus 
46 Thermus aquaticus Bacteria; 
ref|NR_025889.1| Bartonella elizabethae 


82 Bartonella elizabethae Bacteria; 
Bartonella. 


gi|219846274|ref|NR_025864.1| Planomicrobium 
1 sequence 3929851 3931322 Planomicrobium 
Planococcaceae; Planomicrobium. 
gi|219846265|ref|NR_025855.1| Rhodobium marinum 
3940082 3941471 Afifella marina Bacteria; 
aceae; Afifella. 
gi|219846259|ref|NR_025849.1| Acidocella aminolytica 


3948831 39502 


gi|219846254 


gi| 219846253 
Sporolactobacilla 
gi| 219846252 
3959295 39607 


gi|219846251 


gi| 219846247 


gi|]219846245 
R 
219846244 
equence 
teobacteria; Burkh 
gi|219846240 


gi 


Rhodospir 


gi|219846238 
R 
gi|219846236 
3982735 39841 

Idiomarinac 
gi|219846227 


gi|219846216 
4009610 40110 
E 
gi|219846199 
Sphingomonadales; 
gi|219846196 


Acetobacteraceae; 


Sphingomonadales; 


diomarinaceae; 


36 Acidocella aminolytica Bacteria; 
Acidocella. 

ref|NR_025844.1| Hydrogenobaculum 

75 3957710 Hydrogenobaculum acidophilum 


ref |NR_025843.1| Sporolactobacillus 
3957761 3959244 Sporolactobacillus 
ceae; Sporolactobacillus. 
ref|NR_025842.1| Bacillus firmus strain 
77 Bacillus firmus Bacteria; Firmicutes; 


ref|NR_025841.1| Rubrivivax gelatinosus 
78 Rubrivivax gelatinosus Bacteria; 


Mesorhizobium loti 
loti Bacteria; 


ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobium. 
ref|NR_025835.1| Rhodothalassium 
17 3971134 Rhodothalassium salexigens 
hodobacteraceae; Rhodothalassium. 
ref|NR_025834.1] Brachymonas 

3971185 3972636 Brachymonas 
olderiales; Comamonadaceae; Brachymonas. 
ref|NR_025830.1| Rhodospirillum 
977072 3978386 Rhodospirillum 
illales; Rhodospirillaceae; 


Ww 


ref|NR_025828.1| Rhizobium galegae 
09 Rhizobium galegae Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 


ref|NR_025826.1| Idiomarina seosinensis 
97 Idiomarina seosinensis Bacteria; 

eae; Idiomarina. 

ref|NR_025817.1] Erythrobacter 


3996136 3997579 Erythrobacter 
Erythrobacteraceae; 


ref|NR_025806.1| Idiomarina ramblicola 
68 Idiomarina ramblicola Bacteria; 
Idiomarina. 
ref|NR_025789.1| Erythrobacter 

07 4036950 Erythrobacter aquimaris 
Erythrobacteraceae; Erythrobacter. 


4039998 4041459 Bacillus fordii Bacteria; 


ref|NR_025786.1| Bacillus fordii strain 
Firmicutes; 


478036 Bacteria_ 


strain R-6540 16S 
Bacil 


Firmicutes; 
478036 Bacteria_ 


stackebrandtii st 
stackebrandtii Ba 


478036 Bacteria_ 
maritimus strain 
Bacteria; 
478036 Bacteria_ 


strain SGT-108 16 
G 


Proteobacteria; 
478036 Bacteria_ 


strain SGT-39 16S 


Proteob 


16S 4042549 4042466 1 


lales; 
16S 


Bacillaceae; 
4044081 4043998 1 


cteria; 
16S 


Firmicutes; 
4057522 4057439 1 


16S 4068123 4068040 1 


16S 4069663 4069580 1 


84 


ribosomal RNA, partial sequence 
Bacillus. 


84 


rain K22-03 16S ribosomal RNA, partial 
Bacillales; 


84 


TF-17 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Alteromo 


84 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; 


84 


ribosomal RNA, partial sequence 


gi|219846195 
4041510 40 


219846191 
sequence 
occaceae; 
219846182 
nce 40564 
nadales; 
gi|219846174 
4067035 40685 
Coxiellaceae; 
gi|219846173 
4068567 40700 


gi 


Planoc 
gi 


429 


ref|NR_025785.1 


ref|NR_025781.1 
4042976 404443 

Planococcus. 

ref|NR_025772.1 


omonadaceae; 
ref|NR_025764.1 
icella. 

NR_025763.1 


Aqu 
ref 


29 4057918 Microb 
Alter 


Bacillus farraginis 


25 Bacillus farraginis Bacteria; 


Planococcus 
9 Planococcus 


Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Aquicella lusitana 


48 Aquicella lusitana Bacteria; 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 

478036 Bacteria_16S 4072646 4072563 1 84 gi|219846171|ref|NR_025761.1| Soehngenia 
saccharolytica strain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
saccharolytica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Soehngenia. 

478036 Bacteria_16S 4081894 40818111 84 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

478036 Bacteria_16S 4083457 40833741 84 gi|219846164|ref|NR_025754.1| Paenibacillus 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 4083822 Paenibacillus 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 4101330 4101247 1 84 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

478036 Bacteria_16S 4102896 4102813 1 84 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 4108900 4108817 1 84 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

478036 Bacteria_16S 4131697 41316141 84 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

478036 Bacteria_16S 4199158 4199075 1 84 gi|219846076|ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 4222006 4221923 1 84 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

478036 Bacteria_16S 4240062 4239979 1 84 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
478036 Bacteria_16S 4241521 4241438 1 84 gi|219846041|ref|NR_025631.1| Methylobacterium 
aquaticum strain GR16 16S ribosomal RNA, partial sequence 4240469 4241874 Methylobacterium aquaticum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
478036 Bacteria_16S 17603 17533 14 84 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 23767 23697 14 84 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 25358 25288 14 84 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 26827 26757 14 84 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 32980 32910 14 84 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

478036 Bacteria_16S 40296 40226 14 84 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

478036 Bacteria_16S 52611 52541 14 84 gi|265679029|ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

478036 Bacteria_16S 67726 67656 14 84 gi|265679019|ref|NR_029327.1| Sphingomonas 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 66694 68135 Sphingomonas 


asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; 
Sphingomonas. 


Sphingomonadales; 


Sphingomonadaceae; 


478036 Bacteria_16S 69255 69185 14 84 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

478036 Bacteria_16S 81105 81035 14 84 gi|265679010|ref|NR_029318.1| Listeria innocua 
strain 58/1971 16S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
Firmicutes; Bacillales; Listeriaceae; Listeria. 

478036 Bacteria_16S 110040 109970 14 84 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

478036 Bacteria_16S 119371 119301 14 84 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

478036 Bacteria_16S 120872 120802 14 84 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
478036 Bacteria_16S 123960 123890 14 84 gi| 265678980 |ref|NR_029288.1| Cellulomonas hominis 
strain CE40 16S ribosomal RNA, partial sequence 122905 124298 Cellulomonas hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
478036 Bacteria_16S 134631 134561 14 84 gi|265678973|ref|NR_029281.1| Arthrobacter 


ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 
478036 Bacteria_16S 137577 137507 14 

strain 27 16S ribosomal RNA, partial sequence 


n NC 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


ce 
ales; 


84 gi 


13354 
Micr 


265678971 
136495 13800 


6 135015 Arthro 
ococcineae; Micr 


ref |NR_029279.1 


bacter ureafaciens 
ococcaceae; 


Oerskovia turbata 


4 Oerskovia turbata Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 
478036 Bacteria_16S 139136 139066 14 84 gi|265678970|ref|NR_029278.1| Sanguibacter suarezii 
strain ST26 16S ribosomal RNA, partial sequence 138055 139531 Sanguibacter suarezii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
478036 Bacteria_16S 140665 140595 14 84 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
478036 Bacteria_16S 145183 145113 14 84 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

478036 Bacteria_16S 148091 148021 14 84 gi|265678964|ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

478036 Bacteria_16S 158931 158861 14 84 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

478036 Bacteria_16S 160450 160380 14 84 gi|265678956|ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

478036 Bacteria_16S 163388 163318 14 84 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

478036 Bacteria_16S 166572 166502 14 84 gi| 265678952 |ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 186325 186255 14 84 gi| 265678939 |ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

478036 Bacteria_16S 198462 198392 14 84 gi| 265678931 |ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 201680 201598 2 84 gi| 265678929 |ref|NR_029237.1| Helcococcus kunzii 
strain 22 16S ribosomal RNA, partial sequence 200572 202036 Helcococcus kunzii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Helcococcus. 

478036 Bacteria_16S 210986 210916 14 84 gi|265678922|ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 220294 220224 14 84 gi|265678916|ref|NR_029224.1| Geobacillus 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 219184 220608 Geobacillus 


kaustophilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Ge 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Amaricoccus. 

478036 Bacteria_16S 253827 253757 14 84 gi| 265678893 |ref|NR_029201.1| Amaricoccus 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 252777 254201 Amaricoccus 
kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 

478036 Bacteria_16S 258326 258256 14 84 gi|265678890|ref|NR_029198.1| Moorella glycerini 
strain JW/AS-Y6 16S ribosomal RNA, complete sequence 257219 258731 Moorella glycerini Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Moorella group; Moorella. 
478036 Bacteria_16S 280861 280791 14 84 gi| 265678873 |ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

478036 Bacteria_16S 299072 299002 14 84 gi|265678861|ref|NR_029167.1| Anaeroplasma 
abactoclasticum strain 6-1 16S ribosomal RNA, partial sequence 298000 299445 Anaeroplasma 
abactoclasticum Bacteria; Tenericutes; Mollicutes; Anaeroplasmatales; Anaeroplasmataceae; Anaeroplasma. 
478036 Bacteria_16S 300603 300521 2 84 gi|265678860|ref|NR_029166.1| Mycoplasma 
californicum strain ST-6 16S ribosomal RNA, partial sequence 299496 300945 Mycoplasma 
californicum Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

478036 Bacteria_16S 302094 302024 14 84 gi|265678859|ref|NR_029165.1| Mycoplasma pirum 
strain 70-159 16S ribosomal RNA, partial sequence 300996 302452 Mycoplasma pirum Bacteria; 


Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 


478036 Bacteria_16S 309813 309743 14 84 gi| 265678854 |ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

478036 Bacteria_16S 311298 311228 14 84 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

478036 Bacteria_16S 312844 312774 14 84 gi| 265678852 |ref|NR_029158.1| Staphylococcus 
saccharolyticus strain S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
saccharolyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

478036 Bacteria_16S 315848 315778 14 84 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

478036 Bacteria_16S 317312 317242 14 84 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 

478036 Bacteria_16S 320224 320154 14 84 gi| 265678847 |ref|NR_029152.1| Acholeplasma palmae 
strain J233 16S ribosomal RNA, partial sequence 319228 320640 Acholeplasma palmae Bacteria; 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

478036 Bacteria_16S 321807 321737 14 84 gi| 265678846 |ref|NR_029151.1] Bacillus 
thermoamylovorans strain DKP 16S ribosomal RNA, partial sequence 320691 322234 Bacillus 
thermoamylovorans Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus 

478036 Bacteria_16S 326511 326441 12 82 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
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478036 Bacteria_16S 374679 374609 14 84 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
478036 Bacteria_16S 377785 377715 14 84 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
478036 Bacteria_16S 382349 382279 14 84 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 
478036 Bacteria_16S 397663 397593 14 84 gi|265678790|ref|NR_029095.1| Cellulomonas 
xylanilytica strain XIL11 16S ribosomal RNA, complete sequence 396579 398094 Cellulomonas 
xylanilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Cellulomonadaceae; Cellulomonas. 
478036 Bacteria_16S 402326 402256 14 84 gi| 265678787 |ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 
478036 Bacteria_16S 406959 406889 14 84 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 
strain XILO8 16S ribosomal RNA, complete sequence 405881 407393 Xylanibacterium ulmi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanibacterium. 


478036 Bacteria_16S 411645 411575 14 84 gi|265678780|ref|NR_029085.1| Lactobacillus 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 417870 417800 14 84 gi|265678776|ref|NR_029081.1| Tepidibacter 
formicigenes strain DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 
formicigenes Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 
478036 Bacteria_16S 431717 431647 14 84 gi| 265678767 |ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 


subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 
478036 Bacteria_16S 433314 433244 14 84 gi|265678766|ref|NR_029071.1| Paenibacillus 
favisporus strain GMP01 16S ribosomal RNA, partial sequence 432196 433742 Paenibacillus favisporus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
478036 Bacteria_16S 436420 436350 14 84 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
478036 Bacteria_16S 438004 437934 14 84 gi| 265678763 |ref|NR_029068.1| Amycolatopsis 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 438427 Amycolatopsis 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
478036 Bacteria_16S 439523 439453 14 84 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 


478036 Bacteria_16S 447176 447106 14 84 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

478036 Bacteria_16S 448708 448638 14 84 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

478036 Bacteria_16S 456499 456429 14 84 gi| 265678747 |ref|NR_029052.1| Streptococcus 
oligofermentans strain 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 
oligofermentans Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

478036 Bacteria_16S 465472 465402 14 84 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 

478036 Bacteria_16S 474701 474631 14 84 gi|265678735|ref|NR_029040.1| Enterococcus 
phoeniculicola strain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
phoeniculicola Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

478036 Bacteria_16S 476238 476168 14 84 gi| 265678734 |ref|NR_029039.1| Lactobacillus 
parakefiri strain GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
parakefiri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 490020 489950 14 84 gi|265678725|ref|NR_029030.1| Jonesia quinghaiensis 
strain QH3A7 16S ribosomal RNA, complete sequence 488917 490451 Jonesia quinghaiensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

478036 Bacteria_16S 494673 494603 14 84 gi|265678722|ref|NR_029027.1| Arthrobacter 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 Arthrobacter 
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bacterium aerolatum 
cineae; Microbacteriaceae; 


Roseospira marina 


8 Roseospira marina Bacteria; 
Roseospira. 

Kytococcus schroeteri 
9 631823 Kytococcus schroeteri 
Dermacoccaceae; 


Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 
trasporangiaceae; 
Arthrobacter roseus 
roseus Bacteria; 
crococcaceae; 


Knoellia. 


Arthrobacter. 


ria; Actinobacteria; 


Jeotgalicoccus 


Gluconacetobacter 


666786 668269 Gluconacetobacter entanii 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 


Lactobacillus rossiae 


Rhodoglobus vestalii 
7 Rhodoglobus vestalii Bacteria; 
; Microbacteriaceae; 
Clostridium colicanis 
5 Clostridium colicanis Bacteria; 


Kytococcus. 
Knoellia subterranea 

2 Knoellia subterranea Bacteria; 
trasporangiaceae; 


Kocuria polaris strain 


Clostridium uliginosum 
2 Clostridium uliginosum Bacteria; 


662086 Jeotgalicoccus 


478036 Bacteria_16S 
strain M343/98/2 


673929 673855 9 


83 gi 


16S ribosomal RNA, partial sequence 672829 67426 


265678600 


ref|NR_028905.1 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

478036 Bacteria_16S 675384 675314 14 84 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
478036 Bacteria_16S 680002 679932 14 84 gi|265678596|ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
478036 Bacteria_16S 685894 685824 14 84 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
478036 Bacteria_16S 698147 698077 14 84 gi|265678584|ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

478036 Bacteria_16S 701104 701034 14 84 gi| 265678582 |ref|NR_028887.1| Paenibacillus odorifer 
strain TOD45 16S ribosomal RNA, partial sequence 699985 701422 Paenibacillus odorifer Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 720667 720597 14 84 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 719632 721036 Asticcacaulis 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 
Asticcacaulis. 

478036 Bacteria_16S 737471 737401 14 84 gi| 265678556 |ref|NR_028860.1| Entomoplasma lucivorax 


strain PIPN-2 16S 
Tenericutes; Moll 
478036 Bacteria_16S 
strain MDA5527 16 


ribosomal RNA, partial sequence 
icutes; 


Entomoplasmatales; 
742098 742028 14 


S ribosomal RNA, partial sequence 


84 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


478036 Bacteria_16S 
VKM Ac-1800 16S r 


478036 Bacteria_16S 
nematophilus stra 
nematophilus Bacteria; 
478036 Bacteria_16S 

strain J1 16S rib 


Proteobacteria; Alphaproteobacteria; 


478036 Bacteria_16S 


strain HKU4 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 
478036 Bacteria_16S 


cellulosilytica strain XILO7 16S ribosomal RNA, partial 
cellulosilytica Bacteria; Actinobacteria; Actinobacteri 


Promicromonosporaceae; 
478036 Bacteria_16S 


756348 756278 14 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


762374 762304 14 


Firmicutes; Bacillales 


768489 768419 14 
osomal RNA, partial sequence 
Rhizobia 

776304 776234 14 


Streptococcaceae 
782442 782372 14 


Xylanimonas. 
825265 825195 14 


34635 16S ribosomal RNA, partial sequence 


Alphaproteobacter 
478036 Bacteria_16S 


826767 826697 14 


34614 16S ribosomal RNA, partial sequence 


Alphaproteobacter 
478036 Bacteria_16S 
haemoperoxidus st 
haemoperoxidus Ba 
478036 Bacteria_16S 
moraviensis strai 
Bacteria; Firmicutes; 
478036 Bacteria_16S 

subsp. pomaceae s 
subsp. pomaceae B 
Zymomonas. 

478036 Bacteria_16S 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae; 
478036 Bacteria_16S 
strain AMX51 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


478036 Bacteria_16S 
strain OS Hl 16S 

Firmicutes; Clost 
478036 Bacteria_16S 


cteria; 


ridia; 


84 gi 


84 gi 


in NEMla 16S ribosomal RNA, partial se 
Paenibac 


’ 


84 gi 


767437 76891 
Hypho: 


les; 


84 gi 


, 


84 gi 


84 gi 


824212 825662 Bosea 
ia; Rhizobiales; Bradyrhizobiaceae; Bo 


84 gi 


825713 827158 Bosea 


ia; Rhizobiales; Bradyrhizobiaceae; Bosea. 

831454 831384 14 84 gi| 265678492 

rain 440 16S ribosomal RNA, partial sequence 
Firmicutes; Lactobacillales; Enterococca 
833005 832935 14 84 gi| 265678491 
n 330 16S ribosomal RNA, partial sequence 83188 
Lactobacillales; Enterococcaceae; Enterococ 
834500 834430 14 84 gi| 265678490 
train Barker I 16S ribosomal RNA, partial sequen 
acteria; Proteobacteria; Alphaproteobacteria; Sp. 
836002 835932 14 84 gi| 265678489 
rain ATCC 10988 16S ribosomal RNA, partial seque 
bilis Bacteria; Proteobacteria; Alphaproteobacte 

Zymomonas. 

843524 843454 14 84 gi| 265678484 
ribosomal RNA, partial sequence 842468 84394 
rhizobiace 
850963 850893 14 84 gi| 265678479 
ribosomal RNA, partial sequence 849874 85135 
Clostridiales; Heliobacteriaceae; Heliore 
852489 852419 14 84 gi| 265678478 


736380 73789 
Entomoplasmataceae; 


741046 74252 


755262 75674 


775183 77669 
Streptoc 


E 
265678553 


Acetobacte 
265678542 


ococcineae 
265678538 
quence 
illaceae; 
265678534 


microbiace 
265678529 


occus. 
265678524 
sequence 
dae; Actin 


265678496 


sea. 
265678495 


7 Entomoplasma 
ntomoplasma. 
ref|NR_028857.1 


race 
ref 


ae; Roseomon 
NR_028846.1 
; Microbacteriac 
ref |NR_028842.1 

761257 762788 
Paenibacillus. 
ref|NR_028838.1 


ae; Devosia. 
ref |NR_028833.1 
4 Streptococcus 


ref |NR_028828.1 
781358 782875 
omycetales; Micr 


ref 
ves 


NR_028799.1 
trisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


v 


ref|NR_028795.1 

830324 831835 
ceae; Enterococc 
ref |NR_028794.1 
6 833394 Entero 
cus. 
ref |NR_028793.1 
ce 833445 834896 
hingomonadales; 


lucivorax Bacteria; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Paenibacillus 
Paenibacillus 


Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Streptococcus sinensis 
sinensis Bacteria; 


Xylanimonas 
Xylanimonas 
ococcineae; 


Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Enterococcus 
Enterococcus 

us. 

Enterococcus 
coccus moraviensis 


Zymomonas mobilis 
Zymomonas mobilis 
Sphingomonadaceae; 


ref 
nce 
ria; 


NR_028792.1 
834947 
Sphingomona 


ref|NR_028787.1 


Bosea. 
NR_028782.1 


ae; 
ref 


stis. 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 


Zymomonas mobilis 
836398 Zymomonas 
dales; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


ref |NR_028781.1 
851409 852783 


Kineococcus 
Kineococcus 


radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 


Kineosporiaceae; 


478036 Bacteria_16S 


Kineococcus. 


872348 872278 14 84 gi 


265678464 


ref|NR_028767.1 


Gluconacetobacter 


azotocaptans strain CFN-Ca54 16S ribosomal RNA, partial sequence 871314 872760 Gluconacetobacter 
azotocaptans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

478036 Bacteria_16S 885793 885723 14 84 gi|265678454|ref|NR_028756.1| Rathayibacter caricis 
strain VKM Ac-1799 16S ribosomal RNA, partial sequence 884701 886196 Rathayibacter caricis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Rathayibacter. 

478036 Bacteria_16S 887329 887259 14 84 gi|265678453|ref|NR_028755.1| Agreia bicolorata 
strain VKM Ac-1804 16S ribosomal RNA, partial sequence 886247 887732 Agreia bicolorata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agreia. 

478036 Bacteria_16S 897979 897909 14 84 gi|265678446|ref|NR_028748.1| Enterococcus avium 
strain E6844 16S ribosomal RNA, partial sequence 896853 898376 Enterococcus avium Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

478036 Bacteria_16S 911889 911819 14 84 gi|265678437|ref|NR_028739.1| Leifsonia poae strain 
VKM Ac-1401 16S ribosomal RNA, partial sequence 910794 912281 Leifsonia poae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 
478036 Bacteria_16S 916563 916493 14 84 gi|265678434|ref|NR_028736.1| Streptococcus 
intermedius strain 1877 16S ribosomal RNA, partial sequence 915445 916988 Streptococcus intermedius 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
478036 Bacteria_16S 922804 922734 14 84 gi|265678430|ref|NR_028732.1| Desulfofrigus fragile 
strain LSv21 16S ribosomal RNA, partial sequence 921679 923198 Desulfofrigus fragile Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 

478036 Bacteria_16S 924375 924305 14 84 gi| 265678429 |ref|NR_028731.1| Desulfofrigus 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 923249 924771 Desulfofrigus oceanense 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfofrigus. 
478036 Bacteria_16S 956798 956728 14 84 gi| 265678408 |ref|NR_028710.1| Pseudaminobacter 
salicylatoxidans strain BN12 16S ribosomal RNA, partial sequence 955748 957207 Pseudaminobacter 
salicylatoxidans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Pseudaminobacter. 

478036 Bacteria_16S 963001 962931 14 84 gi| 265678403 |ref|NR_028705.1| Enterococcus 
pseudoavium strain 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 
pseudoavium Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

478036 Bacteria_16S 969061 968991 14 84 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

478036 Bacteria_16S 985857 985787 14 84 gi| 265678387 |ref|NR_028689.1| Acholeplasma vituli 
strain FC 097-2 16S ribosomal RNA, complete sequence 984769 986285 Acholeplasma vituli Bacteria; 


Tenericutes; Moll 


478036 Bacteria_16S 


strain B1333 16S 
Firmicutes; 


succinus subsp. s 


Staphylococcus succinus subsp. 
478036 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


478036 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


478036 Bacteria_16S 


acidiphilus strai 
acidiphilus Bacte 


478036 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


478036 Bacteria_16S 


strain W1-2B 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
478036 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
478036 Bacteria_16S 


strain Y 16S ribo 
Alphaproteobacter 


Lacto 
478036 Bacteria_16S 


996819 996749 14 84 

ribosomal RNA, complete sequence 
bacillales; Carnobacteriaceae; 
1019506 1019436 14 84 gi 
uccinus strain AMG-D1 16S ribosomal RNA, 
succinus Bacteria; 
1021102 1021032 14 84 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1033293 1033223 14 84 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1063795 1063725 14 84 gi 


gi 


ria; Firmicutes; Bacillales; Alicyclob 
1068258 1068188 14 84 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 

1069757 1069687 14 84 
ribosomal RNA, partial sequence 


gi 


1078561 1078491 14 84 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1084538 1084468 14 84 gi 
ia; 


Sphingomonadales; Sphingomonadaceae; 


478036 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


1092296 1092226 14 84 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 


icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678380 
995703 99724 
Granulicatella. 

265678365 


265678364 
1019984 10214 
occus. 
265678356 
sequence 
obacillace 
265678335 
n TA-67 16S ribosomal RNA, partial sequence 
acillaceae 
265678332 
ence 10672 
Sphingomonadales; 
265678331 
1068707 10701 
aulobacter 
265678324 


Sphingomon 
265678320 
somal RNA, partial sequence 1083512 1084952 Sphin 


265678315 
1091188 1092688 Lactobacillus algidus Bacteria; 
Lactobacillus. 


eplasma. 


ref|NR_028682.1 


ref 
complete se 
Firmicutes; Bacillales; 
ref|NR_028666.1 
95 Streptococcus 


NR_028667.1 
quence 


ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028637.1 

1062699 106423 
; Alicyclobacill 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundi 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028617.1 


10775 


Sphingo 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Staphylococcus 

1018386 1019933 
Staphylococcus. 
Streptococcus gordonii 
gordonii Bacteria; 


Lactobacillus 

0 Lactobacillus 

Ss. 
Alicyclobacillus 

1 Alicyclobacillus 

us. 

Sphingomonas 

omonas yabuuchiae 

e; Sphingomonas. 
Brevundimonas nasdae 

nasdae Bacteria; 


monas. 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingobium amiense 
acteria; Proteobacteria; 


Lactobacillus algidus 


478036 Bacteria_ 


strain 14 16S ribosomal 
Actinobacteria; Actinoba 


478036 Bacteria_ 


halophilum strain 
Bacteria; Actinobacteria; 


Microbacterium. 
478036 Bacteria_ 
strain I-132 16S 


Actinobacteria; Actinoba 


478036 Bacteria_ 
strain I-273 16S 


Actinobacteria; Actinoba 


478036 Bacteria_ 


strain R 16S ribo 


fever group. 
478036 Bacteria_ 


CMS 76r 16S ribosomal RNA, complete sequence 1138010 1139535 Leifsonia 
Actinomycetales; Micrococcineae; Micr 


Actinobacteridae; 
478036 Bacteria_ 


witflariensis strain W-5 
witflariensis Bacteria; 


Sphingopyxis. 
478036 Bacteria_ 


stercorihominis DSM 1724 
stercorihominis DSM 1724 
478036 Bacteria_16S 
colihominis DSM 1 


17241 Bacteria; 


Bacteria; 


strain Cal06 16S 


Isoptericola. 


478036 Bacteria_16S 
phyllosphaerae st 
phyllosphaerae Ba 
Microbacteriaceae; 
478036 Bacteria_16S 
49030 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 


mcbrellneri ATCC 


ATCC 49030 Bacter 
Brevibacteriaceae; 
478036 Bacteria_16S 
psychrophilus str 
psychrophilus Bacteria; 
478036 Bacteria_16S 

halotolerans stra 
halotolerans Bacteria; 
478036 Bacteria_16S 

Mi268 16S ribosomal RNA, partial sequence 


Lactobacillales; 


478036 Bacteria_16S 
subsp. equorum strain PA 231 16S ribosomal RNA, partial 
subsp. equorum Bacteria; Firmicutes; Bacillales; 
478036 Bacteria_16S 
strain NCIMB 703055 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
478036 Bacteria_16S 
subsp. tolerans strain IFAM I-551 16S ribosomal RNA, partial sequence 
facile subsp. tolerans Bacteria; Proteobacteria; Alphaproteobacteria; 


Hyphomicrobium. 


478036 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 


Firmicutes; 
478036 Bacteria_16S 
DSM 18053 16S rib 
Bactero 
478036 Bacteria_16S 


16S 1102674 1102604 14 


16S 1113374 1113304 14 
76 16S 


16S 1114914 1114844 14 
ribosomal RNA, 


16S 1116440 1116370 14 
ribosomal RNA, 


16S 1130014 1129944 14 


16S 1139107 1139037 14 


16S 1142131 1142061 14 


16S 1183030 1182960 14 
4 Bacteria; 
1184524 1184454 14 
7241 16 
Clostridia; 
1199662 1199592 12 


idetes; Sphingobacteria; 
1217754 1217684 14 


1222226 1222156 14 


1226774 1226704 14 


1234405 1234335 14 


Microbacterium. 
1261464 1261394 14 


Brevibacterium. 
1285428 1285358 14 


Firmicutes; 
1286985 1286915 14 


Firmicutes; 
1288580 1288510 14 


Weissella. 
1294580 1294510 14 


1298990 1298920 14 


1309622 1309552 14 


1311095 1311025 14 


84 


RNA, partial sequence 
cteridae; Actinomycetales; Micr 


84 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


84 


partial sequence 
cteridae; Actinomycetales; 


84 


partial sequence 
cteridae; Actinomycetales; 


84 


Rickettsiales; 


84 


84 


84 


84 


S ribosomal RNA, partial sequence 
Clostridiales; 


82 


osomal RNA, partial sequence 
Sphingobacteriales; 


84 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
478036 Bacteria_16S 
strain Se-3111 16 


84 


S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
478036 Bacteria_16S 
variabilis strain 
Bacteria; Actinob 


84 


MX5 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


84 


rain DSM 13468 16S ribosomal RNA, partia 
cteria; Actinobacteria; Actinobacteridae; 


ain YKJ-115 16S ribosomal RNA, partial 
Bacillales; 


in YKJ-101 16S ribosomal RNA, partial 
Bacillales; 


Clostridia; 


gi| 265678308 


1101592 11031 


gi| 265678300 


gi| 265678299 


1113840 11153 
Kineosporiineae; 


gi| 265678298 


1115364 11168 
Kineosporiineae; 


gi| 253680770 


somal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii 
Proteobacteria; Alphaproteobacteria; 


Ric 


gi| 253680764 


gi| 253680762 


0 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


gi| 228717350 


4 16S ribosomal RNA, partial sequence 
Firmicutes; 


228717037 
11834 


gi 
gi|228715480 
1198618 12000 


gi|219878473 
1216681 12181 


gi| 219878356 
1221167 12226 


219878300 
12257 


gi 


gi|219878266 


ococcineae; 


11123 
Micrococcineae; Mic 


kettsiaceae; 


obacteriaceae; 


Sphingomonadales; 


Clostridiales; 


Ruminococc 


Flexibacteraceae; 


Micrococcineae; 


1 sequence 1233340 12348 
Actinomycetales; 


ref|NR_028610.1| Agromyces rhizospherae 
01 Agromyces rhizospherae Bacteria; 
Microbacteriaceae; Agromyces. 
ref|NR_028601.1| Microbacterium 

07 1113789 Microbacterium halophilum 
robacteriaceae; 


ref|NR_028600.1| Kineosporia rhamnosa 
13 Kineosporia rhamnosa Bacteria; 
Kineosporiaceae; Kineosporia. 
ref|NR_028599.1| Kineosporia succinea 
39 Kineosporia succinea Bacteria; 
Kineosporiaceae; Kineosporia. 
ref|NR_028018.1| Rickettsia rickettsii 
Bacteria; 
Rickettsia; 


Rickettsieae; spotted 


ref|NR_028012.1| Leifsonia rubra strain 
rubra Bacteria; Actinobacteria; 
Leifsonia. 
NR_028010.1| Sphingopyxis 
141076 1142557 Sphingopyxis 
Sphingomonadaceae; 


ref 
1 


ref|NR_027562.1| Anaerofustis 

181973 1183434 Anaerofustis 
Eubacteriaceae; Anaerofustis. 
ref|NR_027558.1] Anaerotruncus 

85 1184849 Anaerotruncus colihominis DSM 
aceae; Anaerotruncus. 

ref|NR_027533.1| Dyadobacter fermentans 
10 Dyadobacter fermentans DSM 18053 
Dyadobacter. 
ref|NR_025612.1| Arthrobacter bergerei 
48 Arthrobacter bergerei Bacteria; 
Micrococcaceae; Arthrobacter. 
ref|NR_025495.1| Salana multivorans 

13 Salana multivorans Bacteria; 
Beutenbergiaceae; Salana. 
ref|NR_025439.1| Isoptericola 

22 1227193 Isoptericola variabilis 
Promicromonosporaceae; 


R 


ref|NR_025405.1| Microbacterium 
17 Microbacterium 


Micrococcineae; 


84 gi|219846707|ref|NR_026299.1| Brevibacterium 
1260397 1261800 Brevibacterium mcbrellneri 
Actinomycetales; Micrococcineae; 
84 gi|219846054|ref|NR_025644.1| Jeotgalicoccus 
sequence 1284334 1285840 Jeotgalicoccus 
Jeotgalicoccus. 
84 gi|219846053|ref|NR_025643.1| Jeotgalicoccus 
sequence 1285891 1287396 Jeotgalicoccus 
Jeotgalicoccus. 
84 gi|219846052|ref|NR_025642.1| Weissella soli strain 
1287447 1289004 Weissella soli Bacteria; Firmicutes; 
84 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
sequence 1293463 1294956 Staphylococcus equorum 
Staphylococcus. 
84 gi|219846893|ref|NR_026485.1| Brevibacterium avium 
1297919 1299312 Brevibacterium avium Bacteria; 
Brevibacteriaceae; Brevibacterium. 
84 gi|228721488|ref|NR_027611.1| Hyphomicrobium facile 


84 


gi| 228721487 


1308596 1310018 Hyphomicrobium 
Rhizobiales; Hyphomicrobiaceae; 
ref|NR_027610.1| Hyphomicrobium facile 


1310069 1311491 Hyphomicrobium 


facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


478036 Bacteria_16S 1320417 1320347 14 84 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

478036 Bacteria_16S 1321959 1321889 14 84 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

478036 Bacteria_16S 1328113 1328043 14 84 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 1334228 1334158 14 84 gi|228721490|ref|NR_027613.1| Beutenbergia cavernae 
strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia cavernae DSM 12333 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; 
Beutenbergia. 

478036 Bacteria_16S 1340212 1340142 14 84 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

478036 Bacteria_16S 1346456 1346386 14 84 gi|228720938|ref|NR_027599.1| Brachybacterium 
faecium strain DSM 4810 16S ribosomal RNA, partial sequence 1345382 1346861 Brachybacterium faecium DSM 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 

478036 Bacteria_16S 1349528 1349458 14 84 gi|228720600|ref|NR_027595.1| Sanguibacter keddieii 
DSM 10542 16S ribosomal RNA, partial sequence 1348448 1349942 Sanguibacter keddieii DSM 10542 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; 
Sanguibacter. 

478036 Bacteria_16S 1353987 1353917 14 84 gi|228720330|ref|NR_027591.1| Gluconacetobacter 
diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 1352934 1354418 Gluconacetobacter 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 

478036 Bacteria_16S 1357062 1356992 14 84 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 1391590 1391520 14 84 gi|228716336|ref|NR_027550.1| Parvularcula 
bermudensis HTCC2503 16S ribosomal RNA, partial sequence 1390541 1391995 Parvularcula bermudensis 
HTCC2503 Bacteria; Proteobacteria; Alphaproteobacteria; Parvularculales; Parvularculaceae; Parvularcula. 
478036 Bacteria_16S 1400635 1400565 14 84 gi|228715353|ref|NR_027525.1| Sphingomonas wittichii 
RW1 16S ribosomal RNA, partial sequence 1399580 1401060 Sphingomonas wittichii RW1l Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

478036 Bacteria_16S 1402175 1402105 14 84 gi|228715351|ref|NR_027523.1| Leifsonia xyli subsp. 
cynodontis JCM 9733 16S ribosomal RNA, partial sequence 1401111 1402554 Leifsonia xyli subsp. 
cynodontis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Leifsonia. 

478036 Bacteria_16S 1408066 1407996 14 84 gi| 219846657 |ref|NR_026249.1| Sphingobium 
chlorophenolicum strain ATCC 33790 16S ribosomal RNA, partial sequence 1407032 1408473 Sphingobium 
chlorophenolicum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingobium. 

478036 Bacteria_16S 1414127 1414057 14 84 gi|224581449|ref|NR_027233.1| Sphingobium cloacae 
strain S-3 16S ribosomal RNA, partial sequence 1413085 1414501 Sphingobium cloacae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 

478036 Bacteria_16S 1420215 1420145 14 84 gi|224581445|ref|NR_027227.1| Bacillus infernus 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 1421735 1421665 14 84 gi|224581444|ref|NR_027226.1| Arthrobacter 
psychrophenolicus strain AG31 16S ribosomal RNA, partial sequence 1420664 1422164 Arthrobacter 
psychrophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

478036 Bacteria_16S 1434150 1434080 14 84 gi|224581433|ref|NR_027215.1]| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

478036 Bacteria_16S 1435675 1435605 14 84 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 1449522 1449452 14 84 gi|224581421|ref|NR_027202.1| Promicromonospora 
aerolata strain V-54A 16S ribosomal RNA, partial sequence 1448460 1449852 Promicromonospora aerolata 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 

478036 Bacteria_16S 1453967 1453897 14 84 gi|224581418|ref|NR_027199.1]| Arthrobacter 


nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; A 


rthrobacter. 


1452894 1454381 Arthrobacter 


478036 Bacteria_16S 


strain CCM 132 16 


1461384 1461314 14 84 
S ribosomal RNA, partial sequence 


gi 


1478098 1478028 14 84 gi 


1460297 14618 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
478036 Bacteria_16S 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 14785 


224581412 


ococcineae 
219878440 


ref |NR_027193.1 


; Micrococcaceae 
ref|NR_025579.1 
22 Lactobacillus 


Kocuria carniphila 


11 Kocuria carniphila Bacteria; 


; Kocuria. 


Lactobacillus spicheri 
spicheri Bacteria; 


Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 1479671 1479601 14 84 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

478036 Bacteria_16S 1502240 1502170 14 84 gi|219846604|ref|NR_026196.1| Sinomonas atrocyanea 
strain DSM 20127 16S ribosomal RNA, complete sequence 1501162 1502633 Sinomonas atrocyanea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Sinomonas. 

478036 Bacteria_16S 1509797 1509727 14 84 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
478036 Bacteria_16S 1518716 1518646 14 84 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

478036 Bacteria_16S 1520228 1520158 14 84 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

478036 Bacteria_16S 1536940 1536870 14 84 gi|219857378|ref|NR_024966.1| Saccharothrix 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 1537375 Saccharothrix 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

478036 Bacteria_16S 1556617 1556547 14 84 gi|219846194|ref|NR_025784.1| Kitasatospora 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 1557031 Kitasatospora 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

478036 Bacteria_16S 1558111 1558041 14 84 gi|219846193|ref|NR_025783.1| Kitasatospora 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 1558525 Kitasatospora 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

478036 Bacteria_16S 1559605 1559535 14 84 gi|219846192|ref|NR_025782.1| Kitasatospora 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 1560004 Kitasatospora 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

478036 Bacteria_16S 1565491 1565421 14 84 gi|219846059|ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

478036 Bacteria_16S 1582164 1582094 14 84 gi|219878490|ref|NR_025629.1| Rhodovarius 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

478036 Bacteria_16S 1588387 1588317 14 84 gi|219878486|ref|NR_025625.1| Enterococcus italicus 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

478036 Bacteria_16S 1603850 1603780 14 84 gi|219878475|ref|NR_025614.1| Brevibacterium 
picturae strain LMG 22061 16S ribosomal RNA, partial sequence 1602772 1604264 Brevibacterium 
picturae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

478036 Bacteria_16S 1605388 1605318 14 84 gi|219878474|ref|NR_025613.1| Arthrobacter mysorens 
strain DSM 12798 16S ribosomal RNA, partial sequence 1604315 1605805 Arthrobacter mysorens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

478036 Bacteria_16S 1606929 1606859 14 84 gi|219878472|ref|NR_025611.1]| Arthrobacter 
arilaitensis strain Rell7 16S ribosomal RNA, partial sequence 1605856 1607314 Arthrobacter 
arilaitensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

478036 Bacteria_16S 1609906 1609836 14 84 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

478036 Bacteria_16S 1615852 1615782 14 84 gi|219878466|ref|NR_025605.1| Woodsholea maritima 
strain CM243 16S ribosomal RNA, partial sequence 1614821 1616241 Woodsholea maritima Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Woodsholea. 

478036 Bacteria_16S 1626438 1626368 14 84 gi| 219878459 |ref|NR_025598.1| Arsenicicoccus 
bolidensis strain CCUG 47306 16S ribosomal RNA, partial sequence 1625384 1626850 Arsenicicoccus 
bolidensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Arsenicicoccus. 

478036 Bacteria_16S 1647742 1647672 14 84 gi|219878444|ref|NR_025583.1| Stella vacuolata 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 

478036 Bacteria_16S 1649239 1649169 14 84 gi|219878443|ref|NR_025582.1| Stella humosa strain 


DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stella humosa Bacteria; Proteobacteria; 


Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Stella. 


478036 Bacteria_16S 


1650731 1650661 14 


84 


VKM B1479 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; 


478036 Bacteria_16S 


galactosidilyticus strain LMG 17892 16S ribosomal RNA, 
galactosidilyticus Bacteria; 


478036 Bacteria_16S 


gallinifaecis strain Iso 196 16S ribosomal RNA, partial sequence 
gallinifaecis Bacteria; Proteobacteria; Alphaproteobacteria; 


478036 Bacteria_16S 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Micro 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
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1656874 1656804 14 


1698144 1698074 14 


1707315 1707245 14 


84 


Bacillales; 
84 


84 
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478036 Bacteria_16S 
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Actinomycetaceae; 
478036 Bacteria_16S 
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478036 Bacteria_16S 
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Clostridiales; 
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capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

478036 Bacteria_16S 1871554 1871484 14 84 gi|219878287|ref|NR_025426.1| Geobacillus vulcani 
strain 3S-1 16S ribosomal RNA, partial sequence 1870444 1871975 Geobacillus vulcani Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

478036 Bacteria_16S 1874616 1874546 14 84 gi|219878285|ref|NR_025424.1| Arthrobacter 
nasiphocae strain M597/99/10 16S ribosomal RNA, partial sequence 1873541 1874936 Arthrobacter 
nasiphocae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

478036 Bacteria_16S 1900853 1900783 14 84 gi|219878263|ref|NR_025402.1| Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

478036 Bacteria_16S 1909405 1909335 14 84 gi| 219878257 |ref|NR_025396.1| Aerococcus 
sanguinicola strain CCUG 43001 16S ribosomal RNA, partial sequence 1908318 1909816 Aerococcus 
sanguinicola Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

478036 Bacteria_16S 1910946 1910872 9 83 gi| 219878256 |ref|NR_025395.1| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

478036 Bacteria_16S 1915465 1915395 14 84 gi|219878252|ref|NR_025391.1| Paenibacillus 
azoreducens strain CM1l 16S ribosomal RNA, partial sequence 1914361 1915860 Paenibacillus azoreducens 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 1932455 1932385 14 84 gi|219878240|ref|NR_025379.1| Actinomyces 
radicidentis strain CCUG 36733 16S ribosomal RNA, partial sequence 1931360 1932760 Actinomyces 
radicidentis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

478036 Bacteria_16S 1938422 1938352 14 84 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

478036 Bacteria_16S 1942939 1942869 14 84 gi| 219878233 |ref|NR_025372.1| Paenibacillus cookii 
strain LMG 18419 16S ribosomal RNA, partial sequence 1941853 1943347 Paenibacillus cookii Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 1949138 1949068 14 84 gi|219878229|ref|NR_025368.1| Microbacterium 
foliorum strain P 333/02 16S ribosomal RNA, partial sequence 1948071 1949550 Microbacterium 
foliorum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

478036 Bacteria_16S 1956605 1956535 14 84 gi|219878224|ref|NR_025363.1| Sphingomonas pituitosa 
strain EDIV 16S ribosomal RNA, partial sequence 1955571 1957016 Sphingomonas pituitosa Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

478036 Bacteria_16S 1958145 1958075 14 84 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

478036 Bacteria_16S 1959701 1959631 14 84 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

478036 Bacteria_16S 1968871 1968789 1 83 gi|219878216|ref|NR_025355.1| Thermicanus aegyptius 
strain ET-5b 16S ribosomal RNA, partial sequence 1967755 1969180 Thermicanus aegyptius Bacteria; 
Firmicutes; Bacillales; Bacillales Family X. Incertae Sedis; Thermicanus. 

478036 Bacteria_16S 1973169 1973099 14 84 gi|219878213|ref|NR_025352.1]| Clostridium akagii 
strain CK58 16S ribosomal RNA, partial sequence 1972100 1973591 Clostridium akagii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 1987305 1987235 14 84 gi|219878204|ref|NR_025343.1| Cystobacter 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete sequence 1986193 1987709 Cystobacter 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; 
Cystobacteraceae; Cystobacter. 
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16S 2017898 2017828 14 84 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 
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Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

478036 Bacteria_16S 2020842 2020772 14 84 gi|219878182|ref|NR_025321.1| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 
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ref|NR_025319.1| Caulobacter henricii 
70 2024208 Caulobacter henricii Bacteria; 
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ref |NR_025313.1| Alicyclobacillus 
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80 Rubritepida flocculans Bacteria; 
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ref|NR_025186.1| Mycoplasma moatsii 
48 Mycoplasma moatsii Bacteria; 
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Caulobacter. 
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nasimurium Bacteria; 
Rothia. 


478036 Bacteria_16S 2221389 2221319 14 84 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

478036 Bacteria_16S 2222800 2222730 14 84 gi|219857584|ref|NR_025172.1| Xanthobacter 
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Bacteria; 
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ref|NR_025168.1| Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 
478036 Bacteria_16S 2247124 2247054 14 84 gi|219857568|ref|NR_025156.1| Streptomyces 
puniciscabiei strain S77 16S ribosomal RNA, partial sequence 2246040 2247565 Streptomyces 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

478036 Bacteria_16S 2250279 2250209 14 84 gi|219857566|ref|NR_025154.1| Fructobacillus 
fructosus strain DSM 20349 16S ribosomal RNA, partial sequence 2249193 2250667 Fructobacillus 
fructosus Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

478036 Bacteria_16S 2251804 2251734 14 84 gi|219857565|ref|NR_025153.1| Fructobacillus 
ficulneus strain FS-1 16S ribosomal RNA, partial sequence 2250718 2252192 Fructobacillus ficulneus 
Bacteria; Firmicutes; Lactobacillales; Fructobacillus. 

478036 Bacteria_16S 2267247 2267177 14 84 gi|219857555|ref|NR_025143.1| Geobacillus toebii 


strain SK-1 16S r 
Bacil 


Firmicutes; 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 


2266147 22676 


57 Geobacillus toebii Bacteria; 


478036 Bacteria_16S 2300496 2300426 14 84 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

478036 Bacteria_16S 2312701 2312631 14 84 gi|219857521|ref|NR_025109.1| Geobacillus 
subterraneus strain 34 16S ribosomal RNA, partial sequence 2311580 2313074 Geobacillus subterraneus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

478036 Bacteria_16S 2314200 2314130 14 84 gi|219857520|ref|NR_025108.1| Salinicoccus 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 2313125 2314583 Salinicoccus alkaliphilus 
Bacteria; Firmicutes; Bacillales; Salinicoccus. 

478036 Bacteria_16S 2333867 2333797 14 84 gi| 219857507 |ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

478036 Bacteria_16S 2338238 2338168 14 84 gi|219857503|ref|NR_025091.1| Heliobacterium undosum 
strain BG29 16S ribosomal RNA, partial sequence 2337153 2338651 Heliobacterium undosum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 

6S 2362585 2362515 14 84 gi|219857486|ref|NR_025074.1| Subtercola boreus 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
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ctobacilla 
219857230 


Desulfoba 
219857223 


ocyclaceae 
219857207 
e sequence 
actobacill 
219857192 
949 


219857188 

010 
ae; Prevot 
219857182 
101 
Acetobacte 


hodospir 


Stre 


Micr 


ref |NR_024960.1 
00 2508520 Thermo 
Thermohalobacter 
ref|NR_024959.1 

2508571 251001 
illales; Acetoba 


ref |NR_024958.1 


ptosporangineae; 
ref |NR_024956.1 
94 2514560 Xylani 


ococcineae; Pro 


ref|NR_024954.1 
2516115 251756 
nomycetales; Mic 


ref|NR_024945.1 
m. 
ref |NR_024930.1 
53 2553362 Strept 
ptomycineae; Str 


ref|NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref 
lomo 
; Ce 
ref 
lomo 


NR_024914.1 
nas iranensi 
1llulomonadac 
NR_024913.1 
nas persica 
; Cellulomonadac 
ref|NR_024906.1 
00 2590328 Entero 


ref|NR_024905.1 
79 2591887 Entero 


ref |NR_024904.1 
38 2593451 Entero 
ref|NR_024886.1 
Incertae Sedis; 
ref|NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref|NR_024858.1 
73 Desulfocella 
cteraceae; Desul 
ref|NR_024851.1 
; Azoarcus. 
ref|NR_024835.1 

2672606 267416 
aceae; Lactobaci 
ref |NR_024820.1 


ref|NR_024816.1 


ella. 
ref|NR_024810.1 


raceae; Asaia. 


219857173 


68 2511541 Nocard 


Thermohalobacter 
halobacter berrensis 
Gluconacetobacter 
7 Gluconacetobacter 

cteraceae; 


Nocardiopsis trehalosi 
iopsis trehalosi 
Nocardiopsaceae; 


Xylanimicrobium 
microbium pachnodae 


micromonosporaceae 7 


Arthrobacter 
0 Arthrobacter 
rococcineae; 


Clostridium gasigenes 


15 Clostridium gasigenes Bacteria; 


Streptacidiphilus 
acidiphilus albus 
eptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Cellulomonas iranensis 
s Bacteria; 
eae; Cellulomonas. 
Cellulomonas persica 
Bacteria; 
eae; Cellulomonas. 
Enterococcus mundtii 
coccus mundtii Bacteria; 


Enterococcus cecorum 
coccus cecorum Bacteria; 


Enterococcus dispar 
coccus dispar Bacteria; 


Fusibacter paucivorans 


84 Fusibacter paucivorans Bacteria; 


Fusibacter. 
Paralactobacillus 

9 Paralactobacillus 
acillus. 

Desulfocella halophila 


halophila Bacteria; 


focella. 
Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Lactobacillus 

4 Lactobacillus 
llus. 

Borrelia turcica 


59 Borrelia turcica Bacteria; 


Prevotella salivae 


98 Prevotella salivae Bacteria; 


Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


ref|NR_024801.1 


Alicyclobacillus 


2722161 2723688 Alicyclobacillus pomorum 
Bacteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 


478036 Bacteria_ 


hydrogeniphila strain 29W 16S ribosomal RNA, partial sequ 
hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogen 
478036 Bacteria_16S 
A1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 


TOBE Bacteria; 


herbarius strain 
Bacteria; 


minutisporangium 


Firmicutes; Bacillales; Alicyclobacillaceae; 
478036 Bacteria_16S 
haemolyticum stra 
haemolyticum Bacteria; 
478036 Bacteria_16S 


16S 2727923 2727846 11 88 gi 


2745803 2745733 14 84 gi 


2748618 2748548 14 84 
ibosomal RNA, partial sequence 


gi 


2756102 2756021 12 93 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; 
2762111 2762041 14 84 
ibosomal RNA, partial sequence 


gi 


Ac 
2784743 2784673 14 84 gi 
in VKM Ac-2059 16S ribosomal RNA, part 


2786316 2786246 14 84 gi 
train DSM 4006 16S ribosomal RNA, part 
acteria; Firmicutes; Bacillales; Alicycl 
2787896 2787826 14 84 gi 
CP-1 16S ribosomal RNA, partial sequence 
Al 
2793724 2793654 14 84 gi 
in ATCC9650 16S ribosomal RNA, partial s 
Firmicutes; Clostridia; Clostridia 
2798202 2798132 14 84 gi 


strain IFO 15962 16S ribosomal RNA, part 


oc 


ia 


ia 


219857169 
ence 
othermac 
219857157 
2744758 2746095 Rothi 
Actinomycetales; Micrococcineae; Microc 
478036 Bacteria_16S 
strain Al-3 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
478036 Bacteria_16S 
toyohensis strain 
Fi 
478036 Bacteria_16S 
strain Yo-3 16S r 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
478036 Bacteria_16S 
fritillariae stra 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Microbacteriaceae; Okibacterium. 
478036 Bacteria_16S 
cycloheptanicus s 
cycloheptanicus B 
478036 Bacteria_16S 


e 


219857126 
1 sequence 2785219 27867 
obaci 
219857125 


occac 
219857155 
2747544 27 
occineae; 
219857149 
nc 
Thermoanaerobacterales; 
219857145 
2761077 27 
etobacte 
219857127 
1 sequen 
Actinomyceta 


icycl 
219857121 
equence 
les; 
219857118 
ial s 


ref|NR_024797.1 
2726822 27283 
eae; Persephone 
ref|NR_024785.1 
a aeria Bacteri 
eae; Rothia. 
ref |NR_024783.1 
84 Arthrobacter 
Mi 
ref 


488 


NR_024777.1 
27549 
Thermo 


ref 


anaerobacte 
NR_024773.1 
624 
raceae; Kozakia. 
ref|NR_024755.1 
ce 2783663 27851 
les; Microc 
ref|NR_024754.1 
llaceae; Alicyclob 
ref|NR_024753.1 
27867 
obacillus. 
ref |NR_024749.1 

2792664 279412 
stridiaceae; Cl 
ref|NR_024746.1 
equence 279714 


Clo 


2 
1 


a; 


6 


occineae; 
3 
acillus. 


86 2788314 Alicyc 


fo} 


Persephonella 
8 Persephonella 
la. 
Rothia aeria strain 
Actinobacteria; 


Arthrobacter russicus 


russicus Bacteria; 
crococcaceae; Arthrobacter. 


Thermanaeromonas 


90 2756495 Thermanaeromonas toyohensis 
xr 


aceae; Thermanaeromonas. 
Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Okibacterium 
8 Okibacterium 


Alicyclobacillus 
5 Alicyclobacillus 


Alicyclobacillus 
lobacillus herbarius 


Clostridium 

8 Clostridium 
stridium. 
Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 


strain IFO 12702 


strain IFO 16238 


strain IFO 16235 


Cryptosporangiaceae; Cryptosporangium. 
478036 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
478036 Bacteria_16S 
strain 71 16S rib 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
478036 Bacteria_16S 


2810352 2810282 14 84 gi 
ia; Rhodospirillales; Acetobacteraceae; 
2825398 2825328 14 84 gi 
osomal RNA, partial sequence 
Ac 
2826884 2826814 14 84 gi 
ki 


2839045 2838975 14 84 gi 


2840605 2840535 14 84 gi 


219857110 
2809318 2810728 Asaia 
Asaia. 

219856907 
2824364 28257 
etobacte 
219856906 
16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; Fran 
478036 Bacteria_16S 


neae; 
219856898 
16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
478036 Bacteria_16S 


occineae; 
219856897 
16S ribosomal RNA, partial sequence 2839520 28410 


ref |NR_024738.1 


ref |NR_024728.1 


race 
ref 


ae; Asaia. 
NR_024727.1 


Sporichthyaceae; S 
ref|NR_024717.1 
69 Agromyces 
Microbacteriac 
ref|NR_024716.1 
12 Agromyces 


siamensis Bacteria; 


Asaia siamensis strain 
Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Agromyces bracchium 


bracchium Bacteria; 


eae; Agromyces. 
Agromyces luteolus 


luteolus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

478036 Bacteria_16S 2843634 2843564 14 84 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

478036 Bacteria_16S 2845198 2845128 14 84 gi|219856894|ref|NR_024713.1| Borrelia sinica strain 
CMN3 16S ribosomal RNA, partial sequence 2844116 2845615 Borrelia sinica Bacteria; Spirochaetes; 
Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 

478036 Bacteria_16S 2894616 2894546 14 84 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 


strain CM-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Microc 


2893553 28949 


478036 Bacteria_16S 2896111 2896041 14 84 gi| 219856859 |ref|NR_024678.1 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 28964 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
478036 Bacteria_16S 2897605 2897535 14 84 gi| 219856858 |ref|NR_024677.1 
tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 289798 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Microbacteriaceae; Mycetocola. 

478036 Bacteria_16S 2903680 2903610 14 84 gi|219856854|ref|NR_024673.1 


strain IFO 15616 
Actinobacteria; A 


478036 Bacteria_16S 
ATCC 51145 16S ribosomal RNA, partial 


vitulinus strain 
vitulinus Bacteri 


ctinobacteridae; Actinomycetales; Microc 
2908312 2908242 14 84 gi 


a; Firmicutes; Bacillales; Staphylococcu 


478036 Bacteria_16S 
pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 


pasteuri Bacteria 


16S ribosomal RNA, partial sequence 2902597 29040 


Ss. 


2909858 2909788 14 84 gi 


; Firmicutes; Bacillales; Staphylococcus 


219856850 


ref |NR_024670.1 
2907194 290869 


ref|NR_024669.1 
2908741 291023 


97 Mycetocola lacteus Bacteria; 
occineae; Microbacteriac 


eae; Mycetocola. 
Mycetocola saprophilus 


91 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 
ococcineae; 


Zimmermannella alba 


77 Zimmermannella alba Bacteria; 
occineae; Microbacteriac 
219856851 
sequence 


eae; Pseudoclavibacter. 
Staphylococcus 
0 Staphylococcus 


Staphylococcus 
4 Staphylococcus 


478036 Bacteria_16S 


lugdunensis strai 
lugdunensis Bacte 


478036 Bacteria_16S 


strain ATCC 43959 
Bacteria; Firmicu 


478036 Bacteria_16S 


strain ATCC 35538 
Bacteria; Firmicu 


478036 Bacteria_16S 


2911402 2911332 14 84 gi 
n ATCC 43809 16S ribosomal RNA, partia 
ria; Firmicutes; Bacillales; Staphyloc 
2912944 2912874 14 84 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2916031 2915961 14 84 gi 
16S ribosomal RNA, partial sequence 
tes; Bacillales; Staphylococcus. 
2917573 2917503 14 84 gi 


arlettae strain ATCC 43957 16S ribosomal RNA, partial s 


arlettae Bacteria 


478036 Bacteria_16S 


strain IFO 13613 


; Firmicutes; Bacillales; 


2929580 2929510 14 


Staphylococc 
84 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


478036 Bacteria_16S 


brevicatena strai 
brevicatena Bacte 
Sporichthya. 


478036 Bacteria_16S 


ketosireducens st 
ketosireducens Ba 
Microbacteriaceae 


478036 Bacteria_16S 


saperdae strain I 
saperdae Bacteria 
Microbacterium. 


478036 Bacteria_16S 


luteolum strain I 
luteolum Bacteria 
Microbacterium. 


478036 Bacteria_16S 


strain S37 16S ri 
Proteobacteria; A 


478036 Bacteria_16S 


europaeus strain 
Bacteria; Proteob 


478036 Bacteria_16S 


strain 801 16S ri 
Actinobacteria; A 


478036 Bacteria_16S 


multiseptatus str 
multiseptatus Bac 
Geodermatophilace 


478036 Bacteria_16S 


raffinosus strain 
raffinosus Bacter 


478036 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


478036 Bacteria_16S 


thiosulfatigenes 
thiosulfatigenes 


478036 Bacteria_16S 


polyendosporus st 
polyendosporus Ba 


478036 Bacteria_16S 


strain I50 16S ri 
Firmicutes; Erysi 


478036 Bacteria_16S 


strain DS1 16S ri 
Firmicutes; Clost 


478036 Bacteria_16S 


sartagoforme stra 
sartagoforme Bact 


478036 Bacteria_16S 


strain M-29c 16S 
Firmicutes; Lacto 


478036 Bacteria_16S 


strain 1144-97 16 
Firmicutes; Lacto 


478036 Bacteria_16S 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 


2944667 2944597 14 84 gi 
n YU 720-21 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 


2956754 2956684 14 84 gi 
rain IFO 14548 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
Microbacterium. 

2958212 2958142 14 84 gi 
FO 15038 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


, 


’ 


2959673 2959603 14 84 gi 
FO 15074 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


’ 


2965821 2965751 14 84 
bosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3004051 3003981 14 84 gi 
DES11 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodospi 
3007050 3006980 14 84 gi 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
3011462 3011392 14 84 gi 
ain AA826 16S ribosomal RNA, partial s 
teria; Actinobacteria; Actinobacterida 
ae; Modestobacter. 
3025133 3025063 14 84 gi 
1789-79 16S ribosomal RNA, partial se 
ia; Firmicutes; Lactobacillales; Enter 
3026553 3026483 14 84 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
3028129 3028059 14 84 gi 
strain GKNTAUT 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clos 
3029658 3029588 14 84 gi 
rain PS-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3031167 3031097 14 84 gi 
bosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
3035762 3035692 14 84 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3037285 3037215 14 84 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3038840 3038770 14 84 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3041883 3041813 14 84 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3046428 3046358 14 84 gi 


gi 


1 
oc 


eq 
us 


lo 


s 
A 


ia 
ae 


qu 
ti 


qu 
ti 


Sp 
nc 
ik 
oc 
eq 


e; 


qu 
oc 


te 


ia 
CE. 


eq 
id 
el 
cl 
s 


ia 


Ss. 


219856849 
219856848 
219856846 
219856845 
219856837 


16S ribosomal RNA, partial sequence 2928528 29299 


219856827 


219856819 


219856818 


219856817 


219856812 
2964771 29662 


219846921 
219846919 
3005987 30074 


219846916 


219846907 
219846906 
219846905 
219846904 
219846903 


3030089 30315 


219846899 
3034695 30361 


219846898 
219846897 
3037737 30392 


219846895 
3040796 30422 


ref 
sequence 
cus. 

ref 
29118 


ref 
29149 


ref 
uence 
ref 
cystaceae; T 
ref 
equence 
ctinomycetal 
ref 
en 
no 


1 sequ 
Acti 


; myce 
ref 
ence 

nomycetales; 
ref 
ence 

nomyce 


tales; 


ref 


adac 
ref 


hingomon 


e 30029 
llales; Acet 
ref 
occineae; Mi 
ref 
uence 


Actinomycet 


ref 
ence 
occaceae 


; En 
ref 

30255 
rales; Caulo 
ref 
1 sequen 
idiales; Pep 
ref 
uence 
iales; 


Clost 


ref 
otrichaceae. 
ref 
ostridium. 
ref 
equence 
les; Clostri 
ref 


ref 


219846891 


2910285 29117 


27 2913320 Staph 


14 2916405 Staph 


2916456 29179 


56 Terasakiella 


2943614 29450 


ce 2955705 29571 


2957165 29585 


2958622 29600 


22 Sphingopyxis 


97 3004478 Gluco 


3010413 30118 


3024035 30254 


10 3026975 Pheny 


ce 3027026 30285 


3028583 303003 


3036217 303768 


NR_024668.1 
7 


NR_024667.1 
y 


NR_024665.1 
y 


NR_024664.1 
4 


NR_024656.1 


erasakiella. 

NR_024646.1 
7 
e 


es; Frankin 
NR_024638.1 
1 
tales; Micro 
NR_024637.1 
7 
Micrococcin 
NR_024636.1 
6 
Micrococcin 
NR_024631.1 


eae; Sphingo 
NR_026513.1 
n 
obacteracea 
NR_026511.1 


crobacteriac 
NR_026508.1 
9 
ales; Franki 
NR_026499.1 
5 
terococcus. 
NR_026498.1 
L 
bacteraceae; 
NR_026497.1 
3 


tococcaceae; 
NR_026496.1 


ridiaceae; A 
NR_026495.1 


NR_026491.1 
NR_026490.1 
diaceae; Clo 


NR_026489.1 


NR_026487.1 


ref 


e: 


Staphylococcus 
6 Staphylococcus 


Staphylococcus kloosii 
lococcus kloosii 


Staphylococcus caprae 
lococcus caprae 


Staphylococcus 
9 Staphylococcus 


Terasakiella pusilla 


pusilla Bacteria; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Microbacterium 
4 Microbacterium 
coccineae; 


Microbacterium 
1 Microbacterium 
eae; Microbacteriaceae; 


Microbacterium 
1 Microbacterium 


eae; Microbacteriaceae; 


Sphingopyxis chilensis 


chilensis Bacteria; 


pyxis. 
Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Frigoribacterium faeni 


’ 


53 Frigoribacterium faeni Bacteria; 


eae; Frigoribacterium. 
Modestobacter 

4 Modestobacter 

neae; 


Enterococcus 
9 Enterococcus 


Phenylobacterium 

obacterium immobile 
Phenylobacterium. 
Desulfonispora 

2 Desulfonispora 
Desulfonispora. 
Anaerobacter 

8 Anaerobacter 

naerobacter. 

Clostridium cocleatum 


77 Clostridium cocleatum Bacteria; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 
6 Clostridium 
stridium. 

Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


NR_026483.1 


Ornithinicoccus 


3045360 3046851 Ornithinicoccus 


hortensis Bacteria; 
Intrasporangiaceae; 
478036 Bacteria_16S 
strain M1832/95/2 
Bacteria; Firmicutes; 
478036 Bacteria_16S 

esteraromaticum s 
esteraromaticum B 
Microbacteriaceae; 
478036 Bacteria_16S 
strain m1134/97/1 
Firmicutes; Lacto 
478036 Bacteria_16S 
strain K 16S ribo 


bacillales; 


3049538 3049468 14 


3069054 3068984 14 


3070608 3070538 14 


3072055 3071985 14 


16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 


train DSM 8609 16S ribosomal RNA, part 
acteria; Actinobacteria; Actinobacteri 
Microbacterium. 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Ornithinicoccus. 


84 gi|219846889|ref|NR_026481.1| Eremococcus coleocola 
3048454 3049838 Eremococcus coleocola 
Eremococcus. 
84 gi|219846876|ref|NR_026468.1| Microbacterium 
ial sequence 3067998 3069460 Microbacterium 
dae; Actinomycetales; Micrococcineae; 
84 gi|219846875|ref|NR_026467.1| Vagococcus lutrae 
3069511 3070973 Vagococcus lutrae Bacteria; 
Vagococcus. 
84 gi|219846874|ref|NR_026466.1| Methylocella palustris 
locella palustris Bacteria; 


somal RNA, partial sequence 3071024 3072416 Methy 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

478036 Bacteria_16S 3079563 3079493 14 84 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

478036 Bacteria_16S 3082715 3082645 14 84 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 

478036 Bacteria_16S 3084267 3084197 14 84 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

478036 Bacteria_16S 3090233 3090163 14 84 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

478036 Bacteria_16S 3091668 3091598 14 84 gi|219846861|ref|NR_026453.1| Ignavigranum ruoffiae 
strain 1607-97 16S ribosomal RNA, partial sequence 3090574 3091990 Ignavigranum ruoffiae Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Ignavigranum. 

478036 Bacteria_16S 3093104 3093034 14 84 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

478036 Bacteria_16S 3094621 3094551 14 84 gi|219846859|ref|NR_026451.1| Kocuria palustris 
strain TAGA27 16S ribosomal RNA, partial sequence 3093562 3095028 Kocuria palustris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

478036 Bacteria_16S 3099203 3099133 14 84 gi|219846856|ref|NR_026448.1| Arthrobacter rhombi 
strain F98.3HR69 16S ribosomal RNA, partial sequence 3098122 3099544 Arthrobacter rhombi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

478036 Bacteria_16S 3100699 3100629 14 84 gi|219846855|ref|NR_026447.1| Facklamia ignava ATCC 
700631 16S ribosomal RNA, partial sequence 3099595 3101003 Facklamia ignava Bacteria; Firmicutes; 
Lactobacillales; Aerococcaceae; Facklamia. 

478036 Bacteria_16S 3115676 3115606 14 84 gi|219846845|ref|NR_026437.1| Microbacterium 
resistens strain DMMZ 1710 16S ribosomal RNA, partial sequence 3114620 3116080 Microbacterium 
resistens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

478036 Bacteria_16S 3118733 3118663 14 84 gi| 219846843 |ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
478036 Bacteria_16S 3124774 3124704 14 84 gi|219846839|ref|NR_026431.1| Hyphomicrobium 
denitrificans strain DSM 1869 16S ribosomal RNA, partial sequence 3123738 3125183 Hyphomicrobium 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

478036 Bacteria_16S 3126263 3126193 14 84 gi|219846838|ref|NR_026430.1| Hyphomicrobium 
methylovorum strain DSM 5458 16S ribosomal RNA, partial sequence 3125234 3126653 Hyphomicrobium 
methylovorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

478036 Bacteria_16S 3127732 3127662 14 84 gi| 219846837 |ref|NR_026429.1| Hyphomicrobium 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3126704 3128141 Hyphomicrobium 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
478036 Bacteria_16S 3129220 3129150 14 84 gi|219846836|ref|NR_026428.1| Hyphomicrobium 
hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 
hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 

478036 Bacteria_16S 3133646 3133576 14 84 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 
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Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 3171605 3171535 14 84 gi|219846807|ref|NR_026399.1| Deinococcus grandis 
strain DSM 3963 16S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

478036 Bacteria_16S 3180677 3180607 14 84 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

478036 Bacteria_16S 3199152 3199082 14 84 gi|219846789|ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

478036 Bacteria_16S 3209602 3209532 14 84 gi|219846782|ref|NR_026374.1| Sphingomonas mali 
strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

478036 Bacteria_16S 3211094 3211024 14 84 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

478036 Bacteria_16S 3224784 3224710 9 83 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

478036 Bacteria_16S 3226214 3226144 14 84 gi|219846770|ref|NR_026362.1| Janibacter limosus 


strain DSM 11140 
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Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

478036 Bacteria_16S 3239990 3239920 14 84 gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

478036 Bacteria_16S 3246080 3246010 14 84 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 
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Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 3297438 3297368 14 84 gi|219846723|ref|NR_026315.1| Pseudobutyrivibrio 
ruminis strain DSM 9787 16S ribosomal RNA, partial sequence 3296373 3297834 Pseudobutyrivibrio ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 

478036 Bacteria_16S 3298964 3298894 14 84 gi|219846722|ref|NR_026314.1| Blautia 
hydrogenotrophica strain S5a36 16S ribosomal RNA, partial sequence 3297885 3299342 Blautia 
hydrogenotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Blautia. 

478036 Bacteria_16S 3308179 3308109 14 84 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

478036 Bacteria_16S 3309641 3309571 14 84 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
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c 
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nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


478036 Bacteria_16S 3462339 3462269 14 84 gi|219846601|ref|NR_026193.1 
strain DSM 20546 16S ribosomal RNA, partial sequence 3461261 3462733 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
478036 Bacteria_16S 3463861 3463791 14 84 gi|219846600|ref|NR_026192.1 
polychromogenes strain DSM 20136 16S ribosomal RNA, partial sequence 346278 
polychromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
Micrococcaceae; Arthrobacter. 

478036 Bacteria_16S 3465385 3465315 14 84 gi|219846599|ref|NR_026191.1 
strain DSM 20545 16S ribosomal RNA, partial sequence 3464306 3465779 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
478036 Bacteria_16S 3466907 3466837 14 84 gi|219846598|ref|NR_026190.1 
nicotianae strain DSM 20123 16S ribosomal RNA, partial sequence 3465830 346730 
nicotianae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococc 
Arthrobacter. 

478036 Bacteria_16S 3468429 3468359 14 84 gi| 219846597 |ref|NR_026189.1 
crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 346735 
crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Mic 
Micrococcaceae; Arthrobacter. 

478036 Bacteria_16S 3469955 3469885 14 84 gi|219846596|ref|NR_026188.1 
strain DSM 20133 16S ribosomal RNA, partial sequence 3468874 3470348 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
478036 Bacteria_16S 3471475 3471405 14 84 gi| 219846595 |ref|NR_026187.1 
globiformis strain DSM 20124 16S ribosomal RNA, partial sequence 3470399 347186 
globiformis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococ 
Arthrobacter. 

478036 Bacteria_16S 3488194 3488124 14 84 gi|219846584|ref|NR_026176.1 
strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadac 
478036 Bacteria_16S 3503164 3503094 14 84 gi|219846574|ref|NR_026166.1 
strain DSM 20425 16S ribosomal RNA, partial sequence 3502100 35035 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriac 
478036 Bacteria_16S 3504692 3504622 14 84 gi| 219846573 |ref|NR_026165.1 
strain DSM 43045 16S ribosomal RNA, partial sequence 3503623 35051 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
478036 Bacteria_16S 3506219 3506149 14 84 gi|219846572|ref|NR_026164.1 
strain DSM 20145 16S ribosomal RNA, partial sequence 3505155 35066 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
478036 Bacteria_16S 3507737 3507667 14 84 gi|219846571|ref|NR_026163.1 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 350814 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

478036 Bacteria_16S 3509258 3509188 14 84 gi|219846570|ref|NR_026162.1 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 350966 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Microbacteriaceae; Microbacterium. 

478036 Bacteria_16S 3510778 3510708 14 84 gi|219846569|ref|NR_026161.1 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 351118 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococci 
Microbacterium. 

478036 Bacteria_16S 3512302 3512232 14 84 gi|219846568|ref|NR_026160.1 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 351270 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 
Microbacterium. 

478036 Bacteria_16S 3513826 3513756 14 84 gi| 219846567 |ref|NR_026159.1 
strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 3514233 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
478036 Bacteria_16S 3515350 3515280 14 84 gi|219846566|ref|NR_026158.1 
strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 3515754 Rathayibacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
478036 Bacteria_16S 3516869 3516799 14 84 gi|219846565|ref|NR_026157.1 
strain DSM 20542 16S ribosomal RNA, partial sequence 3515805 35172 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
478036 Bacteria_16S 3518391 3518321 14 84 gi|219846564|ref|NR_026156.1 
strain DSM 20528 16S ribosomal RNA, partial sequence 3517327 35187 

Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 
478036 Bacteria_16S 3519946 3519876 14 84 gi| 219846563 |ref|NR_026155.1 
strain ATCC 33530 16S ribosomal RNA, partial sequence 3518849 3520338 Mycopl 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
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478036 Bacteria_16S 3533562 3533492 14 84 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 
478036 Bacteria_16S 3550643 3550573 14 84 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 3553707 3553637 14 84 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
478036 Bacteria_16S 3555238 3555168 14 84 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 
liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
478036 Bacteria_16S 3580859 3580789 14 84 gi|219846522|ref|NR_026114.1| Roseococcus 
thiosulfatophilus strain RB-3 16S ribosomal RNA, partial sequence 3579840 3581265 Roseococcus 
thiosulfatophilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseococcus. 
478036 Bacteria_16S 3588636 3588566 14 84 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

478036 Bacteria_16S 3593248 3593178 14 84 gi|219846513|ref|NR_026105.1| Clostridium puniceum 
strain BL 70/20 16S ribosomal RNA, partial sequence 3592199 3593666 Clostridium puniceum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
478036 Bacteria_16S 3641735 3641665 14 84 gi|219846478|ref|NR_026070.1| Kitasatospora 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 3642130 Kitasatospora 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
478036 Bacteria_16S 3643260 3643190 14 84 gi|219846477|ref|NR_026069.1| Kitasatospora 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 3643662 Kitasatospora 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
478036 Bacteria_16S 3644792 3644722 14 84 gi|219846476|ref|NR_026068.1| Kitasatospora azatica 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora azatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Kitasatospora. 
478036 Bacteria_16S 3653926 3653856 14 84 gi|219846469|ref|NR_026061.1| Desulfotomaculum 
halophilum strain SEBR 3139 16S ribosomal RNA, partial sequence 3652827 3654352 Desulfotomaculum 
halophilum Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

478036 Bacteria_16S 3655449 3655379 14 84 gi|219846468|ref|NR_026060.1]| Amaricoccus 
tamworthensis strain Benl03 16S ribosomal RNA, partial sequence 3654403 3655826 Amaricoccus 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Amaricoccus. 
478036 Bacteria_16S 3679940 3679870 14 84 gi|219846451|ref|NR_026042.1| Rickettsia 
aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 3678896 3680323 Rickettsia 
aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 
Rickettsia; spotted fever group. 
478036 Bacteria_16S 3709998 3709928 14 84 gi|219846430|ref|NR_026021.1| Prosthecobacter 
dejongeii strain FC1l 16S ribosomal RNA, partial sequence 3708907 3710374 Prosthecobacter dejongeii 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; Prosthecobacter. 
478036 Bacteria_16S 3711507 3711437 14 84 gi|219846429|ref|NR_026020.1| Clostridium septicum 
strain Pasteur III 16S ribosomal RNA, partial sequence 3710425 3711931 Clostridium septicum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
478036 Bacteria_16S 3718948 3718878 14 84 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 


478036 Bacteria_16S 3720477 3720407 14 84 gi|219846422|ref|NR_026013.1| Clostridium chauvoei 
strain 2585 16S ribosomal RNA, complete sequence 3719395 3720901 Clostridium chauvoei Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 3757553 3757483 14 84 gi|219846394|ref|NR_025985.1| Mycoplasma alvi strain 
Isley 16S ribosomal RNA, partial sequence 3756485 3757942 Mycoplasma alvi Bacteria; Tenericutes; 
Mollicutes; Mycoplasmataceae; Mycoplasma. 

478036 Bacteria_16S 3760599 3760529 14 84 gi|219846392|ref|NR_025983.1| Borrelia coriaceae 
strain Co53T 16S ribosomal RNA, partial sequence 3759507 3761025 Borrelia coriaceae Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia. 

478036 Bacteria_16S 3769496 3769426 14 84 gi| 219846385 |ref|NR_025976.1| Clavibacter 
michiganensis subspecies tessellarius strain 78181 16S ribosomal RNA, partial sequence 3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Micrococcineae; Microbacteriaceae; Clavibacter. 
478036 Bacteria_16S 3781660 3781590 14 84 gi|219846376|ref|NR_025967.1| Rickettsia honei 
strain RB 16S ribosomal RNA, partial sequence 3780594 3782084 Rickettsia honei Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 
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478036 Bacteria_16S 4054519 4054449 14 84 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
478036 Bacteria_16S 4059055 4058985 14 84 gi|219846181|ref|NR_025771.1| Citricoccus 
alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 4059448 Citricoccus 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Citricoccus. 

478036 Bacteria_16S 4077177 4077107 14 84 gi|219846168|ref|NR_025758.1| Mahella australiensis 
strain 50-1 BON 16S ribosomal RNA, partial sequence 4076074 4077604 Mahella australiensis Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 
Mahella. 

478036 Bacteria_16S 4084937 4084867 14 84 gi|219846163|ref|NR_025753.1| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 

478036 Bacteria_16S 4086453 4086383 14 84 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

478036 Bacteria_16S 4113487 4113417 14 84 gi|219846142|ref|NR_025732.1| Brevibacterium 
permense strain VKM Ac-2280 16S ribosomal RNA, partial sequence 4112427 4113885 Brevibacterium 
permense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

478036 Bacteria_16S 4121041 4120971 14 84 gi|219846137|ref|NR_025727.1| Brevibacterium celere 
strain KMM 3637 16S ribosomal RNA, partial sequence 4119951 4121473 Brevibacterium celere Bacteria; 
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478036 Bacteria_16S 4171819 4171749 14 84 gi|219846099|ref|NR_025689.1| Vagococcus carniphilus 
strain 1843-02 16S ribosomal RNA, partial sequence 4170715 4172227 Vagococcus carniphilus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Vagococcus. 

478036 Bacteria_16S 4173341 4173271 14 84 gi|219846098|ref|NR_025688.1| Garciella 
nitratireducens strain Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 


nitratireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

478036 Bacteria_16S 4184052 4183982 14 84 gi|219846088|ref|NR_025678.1| Tepidibacter 
thalassicus strain SC 562 16S ribosomal RNA, partial sequence 4183005 4184408 Tepidibacter 
thalassicus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

478036 Bacteria_16S 4185533 4185463 14 84 gi|219846086|ref|NR_025676.1| Entomoplasma luminosum 
strain PIMN-1 16S ribosomal RNA, partial sequence 4184459 4185949 Entomoplasma luminosum Bacteria; 
Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Entomoplasma. 

478036 Bacteria_16S 4193223 4193153 14 84 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
strain ATCC 29799 16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

478036 Bacteria_16S 4200629 4200559 14 84 gi|219846075|ref|NR_025665.1| Arthrobacter koreensis 
strain CA15-8 16S ribosomal RNA, partial sequence 4199561 4201031 Arthrobacter koreensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

478036 Bacteria_16S 4206681 4206611 14 84 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

478036 Bacteria_16S 4212764 4212694 14 84 gi|219846067|ref|NR_025657.1| Geobacillus lituanicus 
strain N-3 16S ribosomal RNA, complete sequence 4211641 4213163 Geobacillus lituanicus Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

478036 Bacteria_16S 4220440 4220370 14 84 gi|219846061|ref|NR_025651.1]| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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4223876 4225383 Salinicoccus 


478036 Bacteria_16S 
marimammalium str 
marimammalium Bac 
478036 Bacteria_16S 
strain C3H-21 16S 


478036 Bacteria_16S 
strain Prevot 247 


478036 Bacteria_16S 
strain BAL-1 16S 


478036 Bacteria_16S 
strain Benl02 16S 


478036 Bacteria_16S 


teria; 


ribosomal RNA, 


4243018 4242948 14 


Firmicutes; 


4244538 4244468 14 


127011 126942 14 


131480 131407 11 


250869 250800 15 


420875 420806 15 


84 


84 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


83 


84 


complete sequence 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysi 


84 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


84 


gi 
ain M54/01/1 16S ribosomal RNA, partia 
Lactobacillales; 


gi 


7B 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 


gi 


gi 


antiquum strain VKM Ac-2118 16S ribosomal RNA, partial 


antiquum Bacteria; 
Brevibacterium. 
478036 Bacteria_16S 
daecheongense str 


daecheongense Bacteria; 


Chryseobacterium. 
478036 Bacteria_16S 
strain CCUG 42773 


478036 Bacteria_16S 
defluvii strain B 
Bacteria; Bactero 
478036 Bacteria_16S 
strain TH-3 16S r 


478036 Bacteria_16S 


idetes; 


566472 566399 9 

Bacteroidetes; 
596513 596444 14 
622305 622232 9 
Flavobacteria; 


715967 715898 15 


1205734 1205654 13 


82 


83 


82 


84 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


93 


DSM 13279 16S ribosomal RNA, partial sequence 


Bacteria; Actinob 
Collinsella. 
478036 Bacteria_16S 


acteria; 


1210315 1210242 9 


Coriobacteridae; 


82 


DSM 14365 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 
478036 Bacteria_16S 
niigataensis stra 


478036 Bacteria_16S 
aminovorans strai 
aminovorans Bacte 
478036 Bacteria_16S 


AT1047 16S ribosomal RNA, partial sequence 
avobacteriales; 


Flavobacteria; Fl 
478036 Bacteria_16S 
strain AT1013 16S 
Bacteroidetes; Fl 
478036 Bacteria_16S 
strain SJ95 16S r 
Thermotogae; 
478036 Bacteria_16S 
strain SMP-10 16S 
Proteobacteria; 
478036 Bacteria_16S 


51271 16S ribosomal RNA, 


Firmicutes; Clost 
478036 Bacteria_16S 
strain JK 615 16S 
Firmicutes; Clost 
478036 Bacteria_16S 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
Bacteroidetes; 


joostei Bacteria; 
478036 Bacteria_16S 
scophthalmum stra 
scophthalmum Bacteria; 
Chryseobacterium. 
478036 Bacteria_16S 


avobacteria; 


Thermotogales; 


1238975 1238906 15 


1240491 1240422 15 


1273584 1273511 9 


1275006 1274933 9 


1335748 1335675 11 


1405130 1405057 9 


1499348 1499276 12 


1733199 1733122 7 


1920160 1920087 9 


1921668 1921595 9 
Bacteroidetes; 


1952249 1952180 14 


complete sequence 
ridia; Clostridiales; Lachnospiraceae; 


84 


84 


82 


82 


ribosomal RNA, partial sequence 
Flavobacteriales; 


ibosomal RNA, partial sequence 
Thermotogaceae; 


ribosomal RNA, partial sequence 
Deltaproteobacteria; Myxococcales; Nannoc 


84 gi| 228721489 
1334683 13361 
Petrotoga. 

82 gi| 219857153 
1404010 14055 
ystineae 

84 gi| 219846656 
1498269 1499735 Caton 
Catonella 

84 gi| 219878386 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 


82 


Flavobacteria; 


82 


83 


Actinobacteria; Actinobacteridae; Ac 


gi 


ain CPW406 16S ribosomal RNA, partial 
Flavobacteria; 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


gi 


2 16S ribosomal RNA, partial sequence 
Flavobacteriale 


gi 
71 


gi 
12 


Coriobacteri 


gi 
12 


acteria; Deltaproteobacteria; Myxococc 


gi 


in DSM7050 16S ribosomal RNA, partial 
niigataensis Bacteria; Proteobacteria; Alphaproteobacte 


gi 


n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 


gi 


1272544 1273908 Sejon 
Flavobacteriaceae; 


gi 
12 


Flavobacteriaceae; 


gi 


Flavobacteriales; 


gi 


in LMG 13028 16S ribosomal RNA, partia 
Flavobacteria; 


gi 


strain CCUG 41706 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 


st 
gi 
4243475 42448 
ococcineae 


F 


Sej 


1732113 17335 


Fi 


219846040 


219722939 


265678978 


265678975 


130392 13190 


ogenes. 
265678895 


249819 25124 
hodobacter 


265678774 
sequence 


265678675 
sequence 


265678655 


265678637 


S; 
265678571 
4920 71638 


228715355 
04671 12061 
ales; 


228715350 
09193 12106 
ales; 
219878163 
sequence 

ria; 
219878162 
equence 

ia; 
219846220 


ongia. 
219846219 
73959 12753 


Butyrivib 
219878248 


219878247 
1 sequence 
avobacteri 


1 sequence 
reptococcaceae; 


12591 
nomycineae; 


tinomyceta 


lavobacteriale 
59545 
nomycineae 

62122 
Flavobacter 


obacteriac 


Coriobac 


Rhizobial 


Rhizob 


ref |NR_025630.1 
4241925 42434 


ref|NR_024571.1 


La 
ref 


NR_029286.1 
Actinomycetac 
ref |NR_029283.1 
2 Chrysiogenes 
ref |NR_029203.1 
aceae; Amaricoc 
ref |NR_029079.1 

419777 421277 
les; 


ref|NR_028980.1 

565378 566823 
S; 
ref |NR_028960.1 
; Actinomycetac 
ref |NR_028942.1 
9 622643 Chrys 
iaceae; 
ref |NR_028876.1 
eae; Aminobacter 
ref|NR_027527.1 
28 Collinsella 
terineae; Co 


ref|NR_027522.1 
tineae; Hali 
ref |NR_025302.1 

1237929 123939 
es; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref|NR_025810.1 
gia jeonii Bacte 


ref|NR_025809.1 


Se 
ref 


jongia. 
NR_027612.1 


ref|NR_024781.1 
; Ha 
ref 
ella 
ref|NR_025525.1 
87 Butyrivibrio 
rio. 
ref |NR_025387.1 

1919085 192055 
Flavobacteriace 
ref|NR_025386.1 

1920604 192206 
ales; Flavobacte 


liangiaceae; 
NR_026248.1 
morbi ATCC 


219878227 


2 
Streptococ 


Micrococcineae; 


Streptococcus 
4 Streptococcus 
cus. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 
Dermabacteraceae; Brachybacterium. 


Actinomyces meyeri 


8 127358 Actinomyces meyeri Bacteria; 
e 


ae; Actinomyces. 
Chrysiogenes arsenatis 


arsenatis Bacteria; 


Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 
c 


us. 

Brevibacterium 
Brevibacterium 
Brevibacteriaceae; 


Chryseobacterium 
Chryseobacterium 


Flavobacteriaceae; 


Actinomyces funkei 


5 596820 Actinomyces funkei Bacteria; 
e 


ae; Actinomyces. 
Chryseobacterium 


eobacterium defluvii 
Chry 


seobacterium. 
Aminobacter aganoensis 


6 Aminobacter aganoensis Bacteria; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Haliangium ochraceum 


99 Haliangium ochraceum DSM 14365 
Nannocys 


angiaceae; Haliangium. 
Aminobacter 

4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Sejongia jeonii strain 
ria; Bacteroidetes; 


Sejongia antarctica 


12 Sejongia antarctica Bacteria; 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Catonella morbi ATCC 
51271 Bacteria; 


Butyrivibrio hungatei 


hungatei Bacteria; 


Chryseobacterium 

3 Chryseobacterium 
ae; Chryseobacterium. 
Chryseobacterium 

1 Chryseobacterium 
riaceae; 


ref|NR_025366.1 


Actinomyces canis 


1951163 1952590 Actinomyces canis Bacteria; 


478036 Bacteria_ 


strain CCBAU 7104 
Proteob 


Bacteria; 
Rhizobium. 
478036 Bacteria_ 


strain LMG11607 1 
Fl 


Bacteroidetes; 
478036 Bacteria_ 


strain SCH-89 16S 


16S 2245604 2245535 15 84 gi| 219857569 

2 16S ribosomal RNA, partial sequence 22445 

acteria; Alphaproteobacteria; Rhizobiales; Rhizo 

16S 2408152 2408079 9 82 gi| 219857455 

6S ribosomal RNA, partial sequence 2407067 24085 

avobacteria; Flavobacteriales; Flavobacteriaceae 

16S 2536890 2536807 1 84 gi| 219857353 

ribosomal RNA, partial sequence 2535834 25371 

Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonada 
16S 2663187 2663118 15 84 gi| 219857215 


478036 Bacteria_ 


strain IM1 16S ri 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


478036 Bacteria_ 


strain 6843 DSM 1 


478036 Bacteria_ 


strain ATCC 51856 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


478036 Bacteria_ 


gregorii strain N 
gregorii Bacteria 
Pseudonocardiacea 


478036 Bacteria_ 


anatipestifer str 
anatipestifer Bac 


478036 Bacteria_ 


fibrisolvens stra 
fibrisolvens Bact 


478036 Bacteria_ 
strain YIM 70085 


478036 Bacteria_ 


strain Met-12 16S 
Ther 


Thermotogae; 
478036 Bacteria_ 


australiensis str 
australiensis Bac 


Quatrionicoccus. 


478036 Bacteria_16S 
strain SL24 16S r 
Ther 
478036 Bacteria_16S 
strain B14 16S ri 
Ba 
478036 Bacteria_16S 


Thermotogae; 


Bacteroidetes; 


montpellierensis 
montpellierensis 


478036 Bacteria_16S 
acidifaciens stra 
Bactero 
478036 Bacteria_16S 


Bacteria; 


acetoxidans DSM 7 
DSM 771 Bacteria; 


478036 Bacteria_16S 
ATCC 43183 16S ri 
Bactero 
478036 Bacteria_16S 
metallidurans str 


Bacteria; 


metallidurans CH3 
Cupriavidus. 


478036 Bacteria_16S 


strain CCUG 43457 
Bacteroidetes; 
Thermotogae; 


strain LMG 12370 
Firmicutes; Bacil 


478036 Bacteria_16S 


Ba 
478036 Bacteria_16S 
strain SL25 16S r 
Ther 
478036 Bacteria_16S 


bosomal RNA, partial sequence 


16S 3479118 3479049 14 83 gi 


16S 3498773 3498704 14 83 gi 


16S ribosomal RNA, partial sequence 


16S 3524511 3524442 14 83 gi 
CIB 12823 16S ribosomal RNA, partial s 
Actinobacteria; Actinobacteridae; Ac 
e; Saccharopolyspora. 

16S 3704010 3703937 9 82 gi 
ain ATCC 11845 16S ribosomal RNA, part 
teria; Bacteroidetes; Flavobacteria; F 
16S 3763692 3763611 3 84 gi 
in ATCC 19171 16S ribosomal RNA, parti 
eria; Firmicutes; Clostridia; Clostrid 
16S 422419 422347 12 84 gi 


’ 


16S 451754 451682 12 84 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
16S 482283 482204 5 84 gi 
ain Ben 117 16S ribosomal RNA, partial 


teria; Proteobacteria; Betaproteobacte 


gi 


614756 614684 12 84 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
729902 729834 14 82 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
767043 766971 12 84 gi 
strain ADV 281.99 16S ribosomal RNA, p 
Bacteria; Firmicutes; Clostridia; Clos 
1105765 1105697 14 82 gi 
in A40 16S ribosomal RNA, partial sequ 
idetes; Bacteroidia; Bacteroidales; Ba 
1160261 1160189 12 84 gi 
71 16S ribosomal RNA, partial sequence 
Firmicutes; Clostridia; Clostridiales 
1296087 1296019 14 82 gi 
bosomal RNA, partial sequence 
idetes; Bacteroidia; Bacteroidales; Ba 
1338744 1338669 9 84 gi 
ain CH34 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 


gi 


1786200 1786132 14 82 gi 
16S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Porphyromona 
1813645 1813573 12 84 gi 
ibosomal RNA, partial sequence 
motogales; Thermotogaceae; 
2038902 2038832 14 


Petrotoga. 
84 gi 


lales; Bacillaceae; Virgibacillus. 


2662145 26634 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


450666 45216 


613678 61515 


728785 73027 


1295007 12963 
cteroidace 


quence 
bacteria; 


da 


1812567 18140 


16S ribosomal RNA, partial sequence 2037802 20393 


locystacea 
219846590 


nomycineae 
219846577 
34976 
nomycineae 
219846560 
equence 
tinomyceta 


219846434 
ial sequen 
lavobacter 
219846390 
al sequenc 
iales; Lac 
265678773 


ococcineae 
265678753 


265678730 
sequence 
ria; Rhodo 


265678642 


265678562 


ae; Prevot 
265678535 
artial seq 
tridiales; 
265678305 
ence 11046 
cteroidace 
228721485 

11591 
7 Peptococ 
224581415 


228721484 


219878345 

17851 
ceae; Dy 
219878327 


219878169 


2040463 2040391 12 84 gi 


Burk 


ref|NR_025157.1 
78 2245989 Rhizo 
biaceae; Rhizobi 


ref |NR_025043.1 


a Ra 
ref 


emerella. 
NR_024941.1 
; Hyphomonas 
NR_024843.1 


ceae 
ref 


e; M 
ref 


ethylopila. 
NR_026182.1 
; Actinomycetace 
ref|NR_026169.1 
92 3499120 Actino 
; Actinomycetace 
ref|NR_026152.1 

3523483 352488 
les; Pseudonocar 


ref|NR_026025.1 
ce 3702915 370430 
iales; Flavobact 
ref |NR_025981.1 
e 3762598 376407 
hnospiraceae; Bu 
ref |NR_029078.1 
oo Vat 
ref 


niellaceae; 
NR_029058.1 


ref|NR_029035.1 
481171 482647 
cyclales; Rhodoc 


ref |NR_028947.1 


ref|NR_028866.1 


ella 
ref 
uenc 


NR_028839.1 
e 765978 
Veillonellaceae 
ref |NR_028607.1 
72 1106166 Bacter 
ae; Bacteroides. 
ref|NR_027608.1 
66 1160688 Desulf 
caceae; Desulfot 
ref|NR_027196.1 
48 Bacteroides 
ae; Bacteroides 
ref|NR_027607.1 

1337638 133913 


holderiales; 


ref|NR_025484.1 
30 1786580 Dysgon 
sgonomonas. 
ref |NR_025466.1 


ref |NR_025308.1 
07 Virgibacillus 


219878168 


paucivorans strain 2992-95 16S ribosomal RNA, partial sequence 
paucivorans Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Dolosicoccus. 


b 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Riemerella columbina 


26 Riemerella columbina Bacteria; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 


ae; Actinomyces. 
Actinomyces radingae 

myces radingae Bacteria; 

ae; Actinomyces. 
Saccharopolyspora 

4 Saccharopolyspora 

dineae; 


Riemerella 
0 Riemerella 
eriaceae; Riemerella. 
Butyrivibrio 
4 Butyrivibrio 
tyrivibrio. 
Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Quatrionicoccus 
Quatrionicoccus 
yclaceae; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Veillonella 

767386 Veillonella 
Veillonella. 
Bacteroides 

oides acidifaciens 


’ 


Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Bacteroides stercoris 


stercoris ATCC 43183 


Cupriavidus 
0 Cupriavidus 
Burkholderiaceae; 


Dysgonomonas mossii 
omonas mossii Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Virgibacillus proomii 
proomii Bacteria; 


ref |NR_025307.1 
2039358 204086 


Dolosicoccus 
7 Dolosicoccus 


478036 Bacteria_ 


strain T9 16S ribosomal RNA, partial sequence 


Proteobacteria; 
478036 Bacteria_ 


strain Loup-1 16S 


Bacteroidetes; 
478036 Bacteria_ 
strain SMCC W459 
Firmicutes; 
478036 Bacteria_ 


multivorans strai 
Proteob 


Bacteria; 
478036 Bacteria_ 


psychrotolerans s 
psychrotolerans B 


478036 Bacteria_ 


strain B3-1 16S r 


Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

478036 Bacteria_16S 2814830 2814762 14 82 gi|219857107|ref|NR_024735.1 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangi 
478036 Bacteria_16S 3016151 3016083 14 82 gi|219846913|ref|NR_026505.1 


strain 1145589 16 
Bacteroidetes; 


478036 Bacteria_16S 
kroppenstedtii st 
kroppenstedtii DS 


Gammaproteobacteria; Oceanospirillales; 


16S 2086603 2086527 8 84 gi 


219878132 
2085504 20870 
Alcanivor 


ref|NR_025271.1| Alcanivorax jadensis 
02 Alcanivorax jadensis Bacteria; 
acaceae; Alcanivorax. 


Bacteroidia; 


Clost 


16S 2394500 2394432 14 


16S 2599184 2599112 12 


ridia; 
16S 


Clostridiales; 
2661805 2661737 16 


16S 2732487 2732415 12 


acteria; 
16S 


Firmicutes; 
2783248 2783165 1 


Corynebacteriaceae; Corynebacterium. 


478036 Bacteria_16S 
chliarophilus str 
chliarophilus Bac 
478036 Bacteria_16S 
strain ATCC 43185 


Bacteroidetes; 


478036 Bacteria_16S 


strain VPB 4875 1 
Bacteroidetes; 


cangingivalis Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonada 
478036 Bacteria_16S 3579405 3579322 1 84 gi|219846523|ref|NR_026115.1 
aggregatus strain IFAM 1003 16S ribosomal RNA, partial sequence 3578376 357978 
aggregatus Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizo 
478036 Bacteria_16S 3772564 3772494 14 84 gi| 219846383 |ref|NR_025974.1 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 3771473 377289 
hydrogenophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
Geobacter. 

478036 Bacteria_16S 3855867 3855792 9 84 gi|219846325|ref|NR_025915.1 
strain Td-21 16S ribosomal RNA, partial sequence 3854781 38562 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
478036 Bacteria_16S 3866480 3866412 14 82 gi|219846318|ref|NR_025908.1 
strain 7728-L6C 16S ribosomal RNA, partial sequence 3865370 3866842 Porphyromonas 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
478036 Bacteria_16S 3868007 3867939 14 82 gi|219846317|ref|NR_025907.1 
strain ATCC 29147 16S ribosomal RNA, partial sequence 3866893 3868368 Porphy 
Bacteroidetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 
478036 Bacteria_16S 4071179 4071107 12 84 gi|219846172|ref|NR_025762.1 
strain PVl 16S ribosomal RNA, partial sequence 4070099 40715 

Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

478036 Bacteria_16S 4188607 4188539 14 82 gi|219846084|ref|NR_025674.1 


strain P43/6/78 1 
Spirochaetes; Spi 


478036 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


478036 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; 


478036 Bacteria_16S 


Bacteroidia; 


Bacteroidia; 
478036 Bacteria_16S 
cangingivalis str 


3390271 3390199 12 
teria; 
3393271 3393203 14 


3547589 3547521 14 


3549123 3549055 14 


6S ribosomal 


Bacteroidales; 


82 


ribosomal RNA, partial sequence 
Bacteroidales; 


84 


84 


84 


train M13-2 16S ribosomal RNA, partial 
Lactobacillales; 


84 


ibosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


84 


ain ATCC 700543 16S ribosomal RNA, parti 
Deinococcus-Thermus; 


82 


16S ribosomal RNA, partial sequence 
Bacteroidales; 


82 


82 


ain VPB 4874 16S ribosomal RNA, partia 


Deinococci; 


Bacteroidace 


gi| 219857464 


2393419 23948 
Porphyromonadaceae; 


gi|219857269 


16S ribosomal RNA, partial sequence 2598095 25994 
Peptococcaceae; 


De 


gi|219857216 


n DM13 16S ribosomal RNA, partial sequence 26607 
acteria; Alphaproteobacteria; Rhizobia 


les; 
219857166 
sequence 
Ca 
219857128 


gi 


gi 


2782197 27836 


3015068 30165 


Bacteroidia; Bacteroidales; Porphyromonadaceae; Dysgonomonas. 
3200690 3200622 15 83 gi| 219846788 |ref|NR_026380.1 
rain CCUG 35717 16S ribosomal RNA, partial sequence 319961 


M 44385 Bacteria; Actinobacteria; Actinobacteridae; 


gi|219846652 


219846650 
33921 


gi 


ae; 


gi|219846545 


6S ribosomal RNA, partial sequence 3546505 35479 
Porphyromonadaceae; 


219846544 
1 


gi 


RNA, partial sequence 4187537 41889 


rochaetales; Brachyspiraceae; Brachyspira. 

54216 54149 17 84 gi|265679028|ref|NR_029336.1 
strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae 

114758 114683 9 84 gi| 265678986 |ref|NR_029294.1 

ibosomal RNA, partial sequence 113641 11518 
Deltaproteobacteria; Syntrophobacterales; Syntrophaceae; Syntroph 
233790 233707 1 84 gi| 265678907 |ref|NR_029215.1 


sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Rhodobacter. 


Po 


rnobacte 


al seque 
Thermale 


Bacteroide 


Po 


sequence 


ref|NR_025052.1 
84 Porphyromonas 
rphyromonas. 

ref|NR_024900.1 


um. 
ref |NR_024844.1 
58 2662094 Methyl 


ref |NR_024794.1 

2731401 273285 
riaceae; Marinil 
ref|NR_024756.1 


31 Dysgonomonas 
Actinomyceta 


ref 
nce 


NR_026244.1 

338924 
s; Thermaceae; 
ref|NR_026242.1 
91 3393612 Bacter 
Ss. 
ref|NR_026137.1 
87 Porphyromonas 
rphyromonas. 
ref|NR_026136.1 
3548038 354952 


Porphyromonas gulae 
gulae Bacteria; 


Desulfotomaculum putei 


55 Desulfotomaculum putei Bacteria; 
sulfotomacul 


Methylorhabdus 
orhabdus multivorans 


Hyphomicrobiaceae; Methylorhabdus. 


Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Thiothrix disciformis 


12 Thiothrix disciformis Bacteria; 


Tetrasphaera elongata 


elongata Bacteria; 
aceae; 


Tetrasphaera. 
Dysgonomonas gadei 


gadei Bacteria; 


Corynebacterium 
4 3201013 Corynebacterium 
les; Corynebacterineae; 


Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Bacteroides caccae 
oides caccae Bacteria; 


Porphyromonas cansulci 
cansulci Bacteria; 


Porphyromonas 
1 Porphyromonas 
ceae; Porphyromonas. 
Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Geobacter 
0 Geobacter 
; Geobacteraceae; 


Azoarcus tolulyticus 


37 Azoarcus tolulyticus Bacteria; 


Porphyromonas macacae 
macacae Bacteria; 


Porphyromonas levii 
romonas levii Bacteria; 


Veillonella caviae 


00 Veillonella caviae Bacteria; 


Brachyspira pilosicoli 


98 Brachyspira pilosicoli Bacteria; 


Desulfotomaculum 
Desulfotomaculum 

; Desulfotomaculum. 
Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 


us. 
Rhodobacter 


232719 234184 


Rhodobacter 


478036 Bacteria_16S 
LB400 16S ribosomal RNA, partial sequence 25570 
acteria; Betaproteobacteria; Burkholde 
478036 Bacteria_16S 
strain ITI-1157 16S ribosomal RNA, par 
Bacteria; Proteobacteria; Alphaproteob 


xenovorans strain 
Bacteria; Proteob 


lacuscaerulensis 
lacuscaerulensis 
Ruegeria. 


478036 Bacteria_16S 


strain R85-13-6 1 
Proteobacteria; E 


478036 Bacteria_16S 


multivorans strai 
Bacteria; Firmicu 


478036 Bacteria_16S 


strain TF-27 16S 


Proteobacteria; G 


478036 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


478036 Bacteria_16S 


caspium strain M/ 
caspium Bacteria; 
Corynebacteriacea 


478036 Bacteria_16S 
m strain DSM 15388 16S ribosomal RNA, 
Proteobacteria; 


marinisedimentoru 
marinisedimentoru 


478036 Bacteria_16S 


strain Wt/la 16S 


Deinococcus-Thermus; 


478036 Bacteria_16S 


strain Kll1 16S ri 
Proteobacteria; B 


Bacteria; Proteob 


strain SW-45 16S 


Proteobacteria; G 


strain Chj707 16S 
Bacteroidetes; Fl 


478036 Bacteria_16S 
in C21 16S ribosomal RNA, 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


478036 Bacteria_16S 


shriftii strain D 
Bacteria; 


strain U 16S ribo 
Bacillales; Bacil 


478036 Bacteria_16S 


catellatispora st 


Thermomonosporace 


478036 Bacteria_16S 


strain Greoux 11 
Bacteria; Proteob 


caldoxylosilyticu 
caldoxylosilyticu 


478036 Bacteria_16S 


strain OK-1 16S r 
Proteobacteria; 


quisquiliarum str 
quisquiliarum Bac 


strain KMM 1406 1 
Proteobacteria; 


Firmicutes; 
478036 Bacteria_16S 


teria; 
478036 Bacteria_16S 


256795 256712 1 


259816 259733 1 


296147 296064 1 


84 


84 


84 


gi 


gi 


gi 


265678891 


riales; 
265678889 


acteria; 


265678863 


6S ribosomal RNA, partial sequence 295056 29653 


Bu 


tial seque 
R 


ref 


ref 
nce 


ref 


3. 257168 Burkh 
rkho 


hodobacterales; 


6 Helicobacter 


NR_029199.1 
lderiaceae; 


NR_029197.1 
258782 


NR_029169.1 


fo} 


Burkholderia 
lderia xenovorans 
Burkholderia. 

Ruegeria 

260120 Ruegeria 
Rhodobacteraceae; 


Helicobacter mustelae 


mustelae Bacteria; 


psilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

396168 396085 1 84 gi|265678791|ref|NR_029096.1| Tenuibacillus 
n 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
tes; Bacillales; Bacillaceae; Tenuibacillus. 

434888 434809 5 84 gi|265678765|ref|NR_029070.1| Shewanella gaetbuli 
ribosomal RNA, partial sequence 433793 435289 Shewanella gaetbuli Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

493129 493046 1 84 gi|265678723|ref|NR_029028.1| Marinobacter sediminum 
bosomal RNA, partial sequence 492024 493535 Marinobacter sediminum Bacteria; 
ammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

510017 509942 9 84 gi|265678712|ref|NR_029017.1| Corynebacterium 
106/00/5 16S ribosomal RNA, partial sequence 508981 510331 Corynebacterium 

Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
515966 515883 1 84 gi|265678708|ref|NR_029013.1| Reinekea 


m Bacteria; 
529815 529740 1 


76 


ribosomal RNA, partial sequence 


Deinococci; 
534345 534262 1 


728474 728392 1 


763937 763854 1 


800853 800782 11 


avobacteria; 
802411 802340 13 


eria; Firmicutes; 


817710 817628 1 


Clostridia; 
840564 840497 14 


laceae; Geobacillus. 


890341 890270 14 


Actinomadura. 
904171 904088 1 


ae; 


958386 958303 1 


s Bacteria; Firmicutes; 
1010434 10103555 


1047167 1047084 1 


Firmicutes; 
1066811 1066728 1 


1152734 11526555 


Deinococcales; 


Clostridia; 


Bacillales; 


84 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Comamonadace 
478036 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
478036 Bacteria_16S 


84 


84 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonadacea 
478036 Bacteria_16S 


82 


ribosomal RNA, partial sequence 
Flavobacteriales; 


84 


84 


81 


84 


84 


84 


Bacillales; 
84 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 
478036 Bacteria_16S 


84 


84 


84 


strain JT7304 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 


gi 


265678699 


528726 53019 


Deinococcaceae; 


gi 


265678696 


533233 53475 


gi 


gi 


265678563 
72737 

ales; 

265678537 


762839 76433 


gi 


265678512 


799765 80123 


gi 


gi 


SSE-1 16S ribosomal RNA, partial seque 
Halanaerobiales; 


gi 


gi 


rain 3.24 16S ribosomal RNA, partial s 
catellatispora Bacteria; Actinobacteria; Actinobacteridae; 


gi 


D13 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Legionel 
478036 Bacteria_16S 
s strain $1812 16S ribosomal RNA, part 


gi 


Flavobacteriaceae; 


265678511 


complete sequence 
Clostridiales; 


265678486 


somal RNA, partial sequence 839468 840930 Geobacill 


265678451 
equence 


265678442 
e 90307 
lales; Leg 
265678406 
ial sequen 


Bacillaceae; 


gi 


265678371 


1009316 10108 


Ss 
gi 


gi 


gi 


hewanellac 
265678347 


ain BLx 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Cera 
265678333 


6S ribosomal RNA, partial sequence 1065751 10671 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
478036 Bacteria_16S 


253680755 


Clostri 
265678501 |ref 
nce 81658 


partial sequence 
Gammaproteobacteria; 


ref 


ref 


ae; 


ref 


ref 


ref 


Ka 
ref 


ref 


ref 


ref 


ione 
ref 


Geo 
ref 


eae; 
ref 


siba 
ref 


Rhe 


Reinekea. 


0 728734 Thiorh 
Ectothio 


4 Marinobacter 


801287 80283 


1 817998 Selen 
Halobacteroidaceae 


889276 89072 


Actinomyce 


2 904507 Legion 


ce 957258 95877 


1046039 10475 


52 Rheinheimera 


514864 


NR_029004.1 


NR_029001.1 


Ottowia. 
NR_028867.1 


rhodospirace 
NR_028841.1 


e; Marinobac 
NR_028815.1 


istella. 
NR_028814.1 
8 
ai 


diales Fami 


NR_028804.1 

i 
; Selenihala 
NR_028789.1 
us uzenensis 


NR_028753.1 
7 
tales; Strep 
NR_028744.1 


llaceae; Leg 
NR_028708.1 
3 
bacillus. 
NR_028673.1 


Shewanella 
NR_028649.1 
2 


cillus. 
NR_028635.1 


inheimera. 


ref 


516365 Reinekea 


Deinococcus indicus 


2 Deinococcus indicus Bacteria; 
Deinococcus. 


Ottowia thiooxydans 


7 Ottowia thiooxydans Bacteria; 


Thiorhodospira 
odospira sibirica 

ae; Thiorhodospira. 
Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Thermaerobacter 
Thermaerobacter 
y XVII. Incertae Sedis; 


Selenihalanaerobacter 
halanaerobacter shriftii 
naerobacter. 

Geobacillus uzenensis 
Bacteria; Firmicutes; 


Actinomadura 
Actinomadura 
tosporangineae; 


Legionella gresilensis 
ella gresilensis 
ionella. 

Geobacillus 
Geobacillus 


Shewanella algae 


53 Shewanella algae Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Rheinheimera pacifica 


pacifica Bacteria; 


NR_028003.1 


Psychromonas kaikoae 


1151622 1153067 Psychromonas kaikoae Bacteria; 


478036 Bacteria_ 


iheyensis HTE831 
Bacteria; 


478036 Bacteria_ 
azorense Az-Ful s 
azorense Az-Ful B 
478036 Bacteria_ 
ganghwensis strai 
ganghwensis Bacte 
478036 Bacteria_ 
urealyticum DSM 7 
DSM 7109 Bacteria; 
Corynebacteriaceae; Corynebacterium. 
478036 Bacteria_ 
denitrificans str 
denitrificans 0S2 


Shewanella. 


478036 Bacteria_ 
strain B-10-31 16 


Proteobacteria; 


strain USDA 9030 


Firmicutes; 


Gammaproteobacteria; Alteromonadales; P 
478036 Bacteria_ 


16S 1155719 1155640 1 80 


gi 
Bacillales; Bacillaceae; 
1242031 1241957 14 88 gi 
train Az-Ful 16S ribosomal RNA, partia 
acteria; Aquificae; Aquificales; Hydro 
16S 1277940 12778615 84 gi 


16S 2 


ria; 
16S 


Proteobacteria; Gammaproteobacter 
1291521 1291446 9 84 gi 
109 16S ribosomal RNA, partial sequenc 
Actinobacteria; Actinobacteridae; Ac 


e 


16S 1385730 13856515 84 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; 


16S 1412637 1412554 1 84 


S ribosomal RNA, partial sequence 


gi 


16S 1503746 1503664 1 84 gi 


253680753 
16S ribosomal RNA, partial sequence 1154576 11561 
Oceanobacillus. 


19878120 


1 sequence 
genothermaceae; 
219846127 
n JC2041 16S ribosomal RNA, partial sequence 

ia; Alteromonadales; 
228720812 
12904 
tinomyceta 


228716834 
equence 
Gammaproteobacteria; 


224581450 
1411537 14130 
seudoalteromon 
219846475 
16S ribosomal RNA, partial sequence 1502684 15041 


ref|NR_028001.1| Oceanobacillus 
00 Oceanobacillus iheyensis HTE831 


ref|NR_025259.1 
1240965 124241 


Sulfurihydrogenibium 
1 Sulfurihydrogenibium 
Sulfurihydrogenibium. 
ref|NR_025717.1] Thalassomonas 

1276861 1278268 Thalassomonas 
Colwelliaceae; Thalassomonas. 
ref|NR_027597.1| Corynebacterium 
53 1291853 Corynebacterium urealyticum 
les; Corynebacterineae; 


ref|NR_027556.1 
1384632 138613 
Alteromonadale 


Shewanella 
1 Shewanella 
s; Shewanellaceae; 


ref|NR_027234.1| Algicola sagamiensis 
34 Algicola sagamiensis Bacteria; 
adaceae; Algicola. 
ref|NR_026067.1| Rhizobium tropici 

57 Rhizobium tropici Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
478036 Bacteria_16S 1550729 1550654 9 84 gi|219857244|ref|NR_024874.1| Aquabacterium parvum 
strain B6 16S ribosomal RNA, partial sequence 1549646 1551061 Aquabacterium parvum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

478036 Bacteria_16S 1608447 1608368 5 84 gi|219878471|ref|NR_025610.1| Shewanella 
decolorationis strain S12 16S ribosomal RNA, partial sequence 1607365 1608812 Shewanella 


decolorationis Bacteria; 


Shewanella. 


478036 Bacteria_ 
mediatlanticus st 
mediatlanticus Bacteria; 
478036 Bacteria_ 
strain OSBAC1 16S 


Proteobacteria; 


478036 Bacteria_ 
strain 2825 16S r 


Proteobacteria; 


478036 Bacteria_ 
livingstonensis s 
livingstonensis B 


Shewanella. 


478036 Bacteria_ 


strain L1/68 16S 
Proteobacteria; 


Proteobacteria; 


Proteobacteria; 


Alkanindiges. 


478036 Bacteria_16S 


strain K9951 16S 
Proteobacteria; 


478036 Bacteria_16S 
strain ACEM 9 16S 


Proteobacteria; 


478036 Bacteria_16S 
strain LBB1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Alteromonadales; 
478036 Bacteria_16S 
illinoisensis str 
illinoisensis Bac 


ribosomal RNA, partial sequence 


16S 1967348 1967265 1 84 


bosomal RNA, partial sequence 


gi 


1988850 1988767 1 84 gi 


2078883 2078812 14 84 gi 


2092604 2092525 5 84 gi 
Ss 

gi 
compl 


2107822 2107743 5 84 
ain MVAB Hexl 16S ribosomal RNA, 
teria; Proteobacteria; 


2188132 2188049 1 84 
ribosomal RNA, partial sequence 


gi 


an 


E 


he 


et 
Gammaproteobacter 


1926697 19282 
Gammaproteobacteria; Xanthomonadales; X 
478036 Bacteria_ 
strain BM5 16S ri 


tiaceae; 


219878203 


quence 


219878128 
2091488 20930 
wanellac 
219878115 
e sequence 2106707 21082 
Pseudomonadales; 


ia; 


219857607 
2187032 21885 


thomonadaceae; 
219878217 
1966261 19677 
Gammaproteobacteria; Chromatiales; Chroma 
478036 Bacteria_16S 
strain DSM 5000 16S ribosomal RNA, partial sequence 1987760 19892 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
478036 Bacteria_16S 
granulosum strain DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 

478036 Bacteria_16S 
strain 63 16S ribosomal RNA, partial sequence 


nterobac 
219878137 
se 


Actinomycetale 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
16S 1681279 1681196 1 84 gi|219878421|ref|NR_025560.1| Vulcanithermus 
rain TR 16S ribosomal RNA, partial sequence 1680196 1681676 Vulcanithermus 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Vulcanithermus. 
16S 1708886 1708803 1 84 gi|219878402|ref|NR_025541.1| Rheinheimera baltica 
ribosomal RNA, partial sequence 1707781 1709261 Rheinheimera baltica Bacteria; 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Rheinheimera. 
16S 1757685 1757606 5 84 gi|219878367|ref|NR_025506.1| Psychromonas profunda 
ibosomal RNA, partial sequence 1756574 1758069 Psychromonas profunda Bacteria; 
Gammaproteobacteria; Alteromonadales; Psychromonadaceae; Psychromonas. 
16S 1847314 18472355 84 gi|219878304|ref|NR_025443.1| Shewanella 
train NF22 16S ribosomal RNA, partial sequence 1846218 1847712 Shewanella 
acteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; 
16S 1927804 19277255 84 gi| 219878243 |ref|NR_025382.1| Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 
Ignatzschineria. 
ref|NR_025356.1| Thiocapsa litoralis 
04 Thiocapsa litoralis Bacteria; 
Thiocapsa. 
ref|NR_025342.1] Tatumella ptyseos 
39 Tatumella ptyseos Bacteria; 
teriaceae; Tatumella. 
ref|NR_025276.1| Propionibacterium 

2077807 2079320 Propionibacterium 
s; Propionibacterineae; 


ref|NR_025267.1| Shewanella baltica 
18 Shewanella baltica Bacteria; 

eae; Shewanella 
ref|NR_025254.1 
3 
r 


Alkanindiges 
9 Alkanindiges 
Moraxellaceae; 
ref|NR_025196.1| Legionella busanensis 
07 Legionella busanensis Bacteria; 


Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
2294615 2294536 5 84 gi|219857535|ref|NR_025123.1| Shewanella olleyana 
ribosomal RNA, partial sequence 2293525 2294983 Shewanella olleyana Bacteria; 
Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
2341329 2341246 1 84 gi|219857501|ref|NR_025089.1| Rhodobaca bogoriensis 


2340265 2341721 Rhodobaca bogoriensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Rhodobaca. 


478036 Bacteria_16S 


strain KMM 3299 1 
Proteobacteria; 


strain CCUG 30811 
Bacteria; Proteob 


peptonophila stra 
peptonophila Bact 


478036 Bacteria_16S 


strain MHS-3 16S 


juripiscarius str 
juripiscarius Bac 


478036 Bacteria_16S 


strain Y223G 16S 


G 


2443159 2443080 5 


2446243 2446160 1 


2452347 2452264 1 


Firmicutes; 
2542388 2542305 1 


eria; 


2679824 2679741 1 


teria; Firmicutes; 


2717201 27171225 


16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
478036 Bacteria_16S 
in KCTC 9740 16S ribosomal RNA, partia 
Bacillales; 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
478036 Bacteria_16S 
ain IS40-3 16S ribosomal RNA, partial 


ribosomal RNA, partial sequence 


6S ribosomal RNA, partial sequence 2442080 24435 
ammaproteobacteria; Alteromonadales; 
478036 Bacteria_16S 


84 gi|219857424|ref|NR_025012.1| Shewanella japonica 
41 Shewanella japonica Bacteria; 
Shewanellaceae; Shewanella. 
84 gi|219857422|ref|NR_025010.1| Alishewanella fetalis 
2445148 2446624 Alishewanella fetalis 
nadales; Alteromonadaceae; Alishewanella. 
84 gi|219857418|ref|NR_025006.1| Seinonella 
1 sequence 2451243 2452743 Seinonella 
Thermoactinomycetaceae; Seinonella. 
84 gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens 
2541332 2542665 Hyphomonas adhaerens Bacteria; 
yphomonadaceae; Hyphomonas. 
84 gi|219857203|ref|NR_024831.1| Lentibacillus 
sequence 2678696 2680219 Lentibacillus 
Bacillales; Bacillaceae; Lentibacillus. 
84 gi|219857177|ref|NR_024805.1]| Colwellia piezophila 
2716108 2717581 Colwellia piezophila Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

478036 Bacteria_16S 2757669 2757598 13 84 gi|219857148|ref|NR_024776.1| Thermaerobacter 
nagasakiensis strain JCM 11223 16S ribosomal RNA, partial sequence 2756546 2758056 Thermaerobacter 
nagasakiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

478036 Bacteria_16S 2905239 2905168 13 84 gi|219856853|ref|NR_024672.1| Thermaerobacter 
marianensis strain 7p75a 16S ribosomal RNA, partial sequence 2904128 2905615 Thermaerobacter 
marianensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
Thermaerobacter. 

478036 Bacteria_16S 2931099 2931016 1 84 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

478036 Bacteria_16S 2961207 2961128 5 84 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
ABE-1 16S ribosomal RNA, partial sequence 2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

478036 Bacteria_16S 3048010 3047927 1 84 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

478036 Bacteria_16S 3073574 3073495 5 84 gi|219846873|ref|NR_026465.1| Balneatrix alpica 
strain 4-87 16S ribosomal RNA, partial sequence 3072467 3073861 Balneatrix alpica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Balneatrix. 

478036 Bacteria_16S 3117231 3117148 1 84 gi|219846844|ref|NR_026436.1| Psychromonas 
antarctica strain star-1 16S ribosomal RNA, partial sequence 3116131 3117629 Psychromonas 
antarctica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Psychromonadaceae; 
Psychromonas. 

478036 Bacteria_16S 3660077 3659998 5 84 gi|219846465|ref|NR_026057.1| Shewanella 
frigidimarina strain ICP1 16S ribosomal RNA, partial sequence 3658961 3660465 Shewanella 
frigidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
478036 Bacteria_16S 3796698 3796619 5 84 gi|219846366|ref|NR_025957.1| Colwellia rossensis 
strain S51-W 16S ribosomal RNA, partial sequence 3795600 3797066 Colwellia rossensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

478036 Bacteria_16S 3836137 3836058 5 84 gi|219846338|ref|NR_025928.1| Halomonas halodurans 
strain C-1 16S ribosomal RNA, partial sequence 3835060 3836533 Halomonas halodurans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

478036 Bacteria_16S 3869525 3869442 1 84 gi|219846316|ref|NR_025906.1| Arcobacter 
nitrofigilis strain CI 16S ribosomal RNA, partial sequence 3868419 3869879 Arcobacter nitrofigilis 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Arcobacter. 
478036 Bacteria_16S 4021276 4021193 1 84 gi|219846209|ref|NR_025799.1| Marinobacter 
flavimaris strain SW-145 16S ribosomal RNA, partial sequence 4020178 4021672 Marinobacter 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

478036 Bacteria_16S 4190163 4190080 1 84 gi|219846083|ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

478036 Bacteria_16S 4191710 41916271 84 gi|219846081|ref|NR_025671.1| Marinobacter 
lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 4190616 4192088 Marinobacter 
lipolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

478036 Bacteria_16S 4197745 4197662 1 84 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

478036 Bacteria_16S 16063 15993 14 84 gi|265679053|ref|NR_029361.1| Leptospira interrogans 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequence 15032 16427 


Bacteria; 


Spirochaetes; 


Spirochaetales; Leptospiraceae; Leptospira. 


Leptospira interrogans 


478036 Bacteria_16S 129947 129877 12 82 gi|265678976|ref|NR_029284.1| Prevotella dentalis 
strain ES2772 16S ribosomal RNA, partial sequence 128870 130341 Prevotella dentalis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

478036 Bacteria_16S 161940 161870 14 84 gi|265678955|ref|NR_029263.1| Clostridium 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 160899 162283 Clostridium 
intestinale Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 335838 335768 14 84 gi|265678834|ref|NR_029139.1| Bifidobacterium 
subtile strain F395 16S ribosomal RNA, partial sequence 334755 336267 Bifidobacterium subtile 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
478036 Bacteria_16S 337405 337335 14 84 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 

478036 Bacteria_16S 338969 338899 14 84 gi| 265678832 |ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
478036 Bacteria_16S 413245 413175 14 84 gi| 265678779 |ref|NR_029084.1| Lactobacillus 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 442596 442526 14 84 gi|265678760|ref|NR_029065.1| Bifidobacterium 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 Bifidobacterium 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Bifidobacterium. 

478036 Bacteria_16S 473161 473091 14 84 gi|265678736|ref|NR_029041.1| Weissella koreensis 
strain S-5623 16S ribosomal RNA, partial sequence 472041 473537 Weissella koreensis Bacteria; 
Firmicutes; Lactobacillales; Weissella. 

478036 Bacteria_16S 578484 578402 2 84 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

478036 Bacteria_16S 666364 666294 14 84 gi|265678605|ref|NR_028910.1| Pelospora glutarica 
strain WoG13 16S ribosomal RNA, partial sequence 665236 666735 Pelospora glutarica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 

478036 Bacteria_16S 803967 803885 2 84 gi|265678510|ref|NR_028813.1| Mycoplasma canis 
strain PG14 16S ribosomal RNA, partial sequence 802889 804333 Mycoplasma canis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

478036 Bacteria_16S 808542 808472 14 84 gi| 265678507 |ref|NR_028810.1| Lactobacillus 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 857079 857009 14 84 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

478036 Bacteria_16S 866276 866206 14 84 gi|265678468|ref|NR_028771.1| Sulfurospirillum 
halorespirans strain PCE-M2 16S ribosomal RNA, partial sequence 865186 866674 Sulfurospirillum 
halorespirans Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
Sulfurospirillum. 

478036 Bacteria_16S 888847 888778 14 84 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 

478036 Bacteria_16S 959920 959846 11 84 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 1124080 1124010 14 84 gi|224581425|ref|NR_027206.1| Lactobacillus antri 
strain Kx146A4 16S ribosomal RNA, partial sequence 1122944 1124463 Lactobacillus antri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 1158718 1158644 10 84 gi|228721491|ref|NR_027614.1| Meiothermus ruber DSM 
1279 16S ribosomal RNA, partial sequence 1157686 1159115 Meiothermus ruber DSM 1279 Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

478036 Bacteria_16S 1237470 1237400 14 84 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

478036 Bacteria_16S 1290039 1289969 14 84 gi|219846501|ref|NR_026093.1| Atopobium parvulum 
strain VPI 0546 16S ribosomal RNA, complete sequence 1289055 1290402 Atopobium parvulum Bacteria; 
Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; Atopobium. 
478036 Bacteria_16S 1317307 1317237 14 84 gi|228715851|ref|NR_027540.1| Tropheryma whipplei 
str. Twist 16S ribosomal RNA, partial sequence 1316224 1317707 Tropheryma whipplei str. Twist 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Tropheryma. 

478036 Bacteria_16S 1393115 1393033 2 84 gi|228716184|ref|NR_027548.1| Mycoplasma crocodyli 
strain MP145 16S ribosomal RNA, partial sequence 1392046 1393492 Mycoplasma crocodyli MP145 Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

478036 Bacteria_16S 1418714 1418644 14 84 gi|224581446|ref|NR_027228.1| Helcococcus ovis 
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ria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 
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2213846 2213764 2 84 gi 
ribosomal RNA, partial sequence 
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icutes; Mycoplasmataceae; Mycoplasma. 
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strain PS-1 16S r 
Tenericutes; Moll 


478036 Bacteria_16S 


strain M55 16S ri 
Tenericutes; Moll 


478036 Bacteria_16S 


salicampi strain 
Bacteria; Firmicu 


478036 Bacteria_16S 


strain IS1B 16S r 
Planctomycetes; P 


478036 Bacteria_16S 


DSM 9799 16S ribo 
Proteobacteria; G 


478036 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


478036 Bacteria_16S 


3647770 3647700 14 84 

S ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterale 
3756058 3755976 2 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3780198 3780116 2 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


Ss; 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3858857 3858775 2 84 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3861885 3861815 14 84 gi 
1 RNA, partial sequence 
Lactobacillaceae; Lactobacillus. 

3871023 3870953 14 84 gi 
ain A 169/B 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


s 
ct 


3897433 3897363 14 84 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
4048646 4048576 14 84 gi 
CsHg2 16S ribosomal RNA, partial sequ 
tes; Bacillales; Alicyclobacillaceae; 

4080295 4080253 42 84 gi 
ibosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 
4104333 4104255 6 84 gi 
mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
4107406 4107336 14 84 gi 
ibosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmat 
4148760 4148718 42 84 gi 
bosomal RNA, partial sequence 
icutes; Entomoplasmatales; Spiroplasma 


ce 
T 


en 


Al 


ta 


ta 


219846473 
3646715 36481 


Helicob 


219846395 
3754983 37564 


219846377 
3779118 37805 


3856288 38577 


219846323 
3857775 38592 


219846321 
3860745 3862279 Lacto 


219846315 


equence 
eria; Ca 


219846297 


38963 
etrageno 


219846188 


ce 40 
icycl 


475 
oba 


219846166 
4079234 40 


807 


ceae; Sp 


219846150 
4103238 4104753 Vi 


bri 


219846148 
4106362 41 


078 
A 


aceae; 


219846115 
4147699 41492 


ceae; Sp 


4209703 4209633 14 84 gi 
SF-20 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Lentibac 
693606 693565 43 84 gi 
ibosomal RNA, partial sequence 
lanctomycetacia; Planctomycetales; Pla 
1343378 1343301 7 84 gi 


ne 
il 


ne 


ammaproteobacteria; Alteromonadales; F 
370263 370187 8 84 gi 
ain FP35 16S ribosomal RNA, partial se 
teria; Proteobacteria; Gammaproteobact 


er 


qu 
er 


591942 591870 10 82 gi 


219846069 


e 42085 
lus. 


265678587 
692571 69404 


tomyceta 


228721107 
somal RNA, partial sequence 1342254 1343799 Ferri 


rimonada 


265678808 


ence 


ia; Ocea 


265678658 


thermohalophila strain Fru22 16S ribosomal RNA, partial sequence 
thermohalophila Bacteria; Bacteroidetes; Bacteroidia; Bacteroidales; Marinilabiaceae; Anaerophaga. 


ref|NR_026065.1 
55 Helicobacter 
acteraceae; Heli 
ref|NR_025986.1 


ref|NR_025968.1 


3790614 3790544 14 84 gi|219846370|ref|NR_025961.1 
bosomal RNA, partial sequence 3789540 3791015 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3792150 3792080 14 84 gi|219846369|ref|NR_025960.1 
bosomal RNA, partial sequence 3791066 3792555 Acholeplasma 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 

3818032 3817962 14 84 gi|219846351|ref|NR_025942.1 

16S ribosomal RNA, partial sequence 3816954 3818434 Woline 
acteria; Epsilonproteobacteria; Campylobacterales; Helicobactera 

3821089 3821019 14 84 gi| 219846349 |ref|NR_025940.1 
n Eaton 90-119-3 16S ribosomal RNA, partial sequence 382000 
ria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; H 

3827199 3827129 14 84 gi| 219846345 |ref|NR_025935.1 
bosomal RNA, partial sequence 3826129 3827602 Helicobacter 
psilonproteobacteria; Campylobacterales; Helicobacteraceae; Heli 

3857371 3857289 2 84 gi|219846324|ref|NR_025914.1 


ref |NR_025913.1 


ref 
baci 


NR_025911.1 
llus reuteri 


NR_025905.1 
9 


obacterales; 


ref |NR_025887.1 
31 3897842 Tetrag 
coccus. 
ref|NR_025778.1 
66 4049023 Alicyc 
cillus. 
ref|NR_025756.1 


lasma. 
NR_025740.1 
llicus Bacte 


irop 
ref 
Oo ga 


ref|NR_025738.1 
18 Acholeplasma 
choleplasma. 

ref|NR_025705.1 


iroplasma. 
ref|NR_025659.1 
91 4210111 Lentib 


ref|NR_028892.1 


; Isosphaera 
NR_027602.1 
s balearica 
ceae; Ferrimonas 
ref|NR_029113.1 

369170 370614 
nospirillales; H 


ceae 
ref 
mona 


Helicobacter salomonis 


salomonis Bacteria; 


cobacter. 
Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Wolinella succinogenes 
lla succinogenes 
ceae; Wolinella. 
Helicobacter 
8 3821492 Helicobacter 
elicobacteraceae; 


Helicobacter felis 


felis Bacteria; 


cobacter. 
Mycoplasma meleagridis 


24 Mycoplasma meleagridis Bacteria; 


Mycoplasma gallinaceum 


05 Mycoplasma gallinaceum Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Arcobacter 
1 Arcobacter 


Campylobacteraceae; 


Tetragenococcus 
enococcus muriaticus 


Alicyclobacillus 
lobacillus vulcanalis 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Acholeplasma pleciae 


pleciae Bacteria; 


Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Lentibacillus 
acillus salicampi 


Isosphaera pallida 


0 Isosphaera pallida Bacteria; 


Ferrimonas balearica 
DSM 9799 Bacteria; 

Halomonas 

Halomonas 
alomonadaceae; 


ref |NR_028963.1 
590846 592357 


Anaerophaga 
Anaerophaga 


478036 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


478036 Bacteria_16S 


ATCC BAA-548 16S 
Bacteria; Lentisp 


478036 Bacteria_16S 


hydrocarbonoclast 
hydrocarbonoclast 
Marinobacter. 


478036 Bacteria_16S 


strain LMG 2096 
Proteobacteria; 


gallopavonis stra 
Bacteria; Teneric 


478036 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


478036 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


478036 Bacteria_16S 


strain STR Tl 16S 
Firmicutes; Lacto 


478036 Bacteria_16S 


strain NCTC 9810 
Firmicutes; Clost 


478036 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


478036 Bacteria_16S 


hordeovulneris st 
hordeovulneris Ba 
Actinomycetaceae; 


478036 Bacteria_16S 


psychrotropica st 
psychrotropica Ba 


478036 Bacteria_16S 


strain Q-1 16S ri 


G 
478036 Bacteria_16S 


1178478 1178418 14 

osomal RNA, partial sequence 
aetes; Spirochaetales; Brachyspiraceae 
1181543 11814611 84 gi 
ribosomal RNA, partial sequence 
haerae; Victivallales; Victivallaceae; 
1292998 1292926 12 84 gi 
icus strain VT8 16S ribosomal RNA, par 
icus Bacteria; Proteobacteria; Gammapr 


74 gi 


1784678 1784602 8 84 gi 
9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2206291 2206209 2 84 gi 
in WR1 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
2268835 2268763 12 84 gi 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2303524 2303444 1 81 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2964332 2964260 12 84 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
3229269 3229197 12 84 gi 


Clostridiales Fa 
84 gi 


ridia; Clostridiales; 
3320238 3320162 8 


train AAP 16S ribosomal RNA, partial s 
acteria; Proteobacteria; Gammaproteoba 
3417504 3417428 9 84 gi 


rain CIP 103149 16S ribosomal RNA, par 
cteria; Actinobacteria; Actinobacterid 
Actinomyces. 

3663137 3663058 5 84 gi 
rain ACAM 179 16S ribosomal RNA, parti 
cteria; Proteobacteria; Gammaproteobac 
3863443 3863371 10 82 gi 
bosomal RNA, partial sequence 


1177428 11788 


1180467 11819 


2267708 22692 


2963222 29647 


16S ribosomal RNA, partial sequence 3228194 32296 


3862330 38638 


228718030 
; Brachysp 
228717635 


coplasma. 
219857554 


Desulfoba 
219857528 
ence 23024 
nadales; 
219856814 


occus. 
219846768 


mily XI. I 
219846706 
equence 
cteria; Oc 
219846633 
tial seque 
ae; Actino 


’ 


219846463 
al sequenc 
teria; Alt 
219846320 


Bacteroidetes; Bacteroidia; Bacteroidales; Rikenellaceae; Rikenella. 

478036 Bacteria_16S 4019719 4019647 12 84 gi|219846210|ref|NR_025800.1| Marinobacter 
daepoensis strain SW-156 16S ribosomal RNA, partial sequence 4018632 4020127 Marinobacter 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacter. 

478036 Bacteria_16S 4105895 4105811 1 84 gi|219846149|ref|NR_025739.1| Paenibacillus lactis 
strain MB 1871 16S ribosomal RNA, partial sequence 4104804 4106311 Paenibacillus lactis Bacteria; 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

478036 Bacteria_16S 4170239 4170167 12 84 gi|219846100|ref|NR_025690.1| Marinobacter excellens 
strain KMM 3809 16S ribosomal RNA, partial sequence 4169129 4170664 Marinobacter excellens Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Marinobacter. 

478036 Bacteria_16S 38819 38736 1 84 gi|265679038|ref|NR_029346.1| Sulfitobacter brevis 
strain Ekho Lake-162 16S ribosomal RNA, partial sequence 37787 39128 Sulfitobacter brevis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

478036 Bacteria_16S 44905 44826 5 84 gi|265679034|ref|NR_029342.1| Carnimonas nigrificans 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 Carnimonas nigrificans Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimonas. 

478036 Bacteria_16S 192474 192391 1 84 gi|265678935|ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

478036 Bacteria_16S 209448 209365 1 84 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 262704 262641 13 76 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 

478036 Bacteria_16S 314399 314316 1 84 gi| 265678851 |ref|NR_029157.1| Clostridium botulinum 


A strain ELTDK 103 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostr 


Alter 


ref|NR_027570.1| Brachyspira murdochii 
68 Brachyspira murdochii DSM 12563 

ira. 
ref|NR_027565.1| Victivallis vadensis 
22 Victivallis vadensis ATCC BAA-548 


Victivallis. 

228716433|ref|NR_027551.1| Marinobacter 

tial sequence 1291904 1293412 Marinobacter 

oteobacteria; Alteromonadales; Alteromonadaceae; 

219878347|ref|NR_025486.1| Halomonas muralis 
1783587 1785079 Halomonas muralis Bacteria; 

Halomonadaceae; Halomonas. 

219857595|ref|NR_025183.1| Mycoplasma 

ence 2205220 2206668 Mycoplasma gallopavonis 


ref|NR_025142.1| Desulfofaba hansenii 

26 Desulfofaba hansenii Bacteria; 

cteraceae; Desulfofaba. 

ref|NR_025116.1| Marinobacter 

04 2303932 Marinobacter lutaoensis 

omonadaceae; Marinobacter. 
Streptococcus canis 


ref |NR_024633.1 
20 Streptococcus canis Bacteria; 


ref|NR_026360.1| Anaerococcus octavius 
00 Anaerococcus octavius Bacteria; 
ncertae Sedis; Anaerococcus. 
ref|NR_026298.1] Halomonas 

3319157 3320633 Halomonas 
eanospirillales; Halomonadaceae; 
ref 
nce 
myce 


NR_026225.1 
341641 
Actin 


Actinomyces 
6 3417841 Actinomyces 
tales; omycineae; 
ref|NR_026055.1 
e 3662041 366352 
eromonadales; Colwelliaceae; Colwellia. 
ref|NR_025910.1| Rikenella microfusus 
01 Rikenella microfusus Bacteria; 


Colwellia 
6 Colwellia 


313315 314767 Clostridium botulinum A 


idiaceae; 


Clostridium. 


478036 Bacteria_ 


strain B 16S ribo 
Alphaproteobacteria; 


478036 Bacteria_ 


asymbiotica subsp. 


16S 350970 350887 1 


Rhodobacterales; 


16S 400797 400714 1 


Photorhabdus asymbiotica subsp. 


84 


84 


gi 


gi 


australis strain 9802892 16S ribosomal RNA, partial sequence 


somal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; 
Rhodobacteraceae; 


265678824 |ref|NR_029129.1| Paracoccus kocurii 
Proteobacteria; 

Paracoccus. 

265678788 | ref |NR_029093.1| Photorhabdus 


399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
478036 Bacteria_16S 419372 419293 5 84 
strain LCl 16S ribosomal RNA, partial sequence 
Proteobacteria; 
478036 Bacteria_16S 477624 477541 1 
G1212 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodobacterales; 
478036 Bacteria_16S 517529 517446 1 
luminescens subsp. 


84 


84 


Gammaproteobacteria; Oceanospirillales; 


Rhodobacteraceae; 


thracensis strain 39-8 16S ribosomal 


gi 


265678775 


418286 41972 


gi 


gi 


265678733 


265678707 
RNA, 


Halomonadaceae; 


complete 


ref|NR_029080.1 


ref|NR_029038.1 


476563 478023 Paracoccus yeei Bacteria; 
Paracoccus. 


ref|NR_029012.1 


sequence 


Halomonas boliviensis 


6 Halomonas boliviensis Bacteria; 
Halomonas. 


Paracoccus yeei strain 
Proteobacteria; 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 
84 


Enterobacteriales; Enterobacteriaceae; 
478036 Bacteria_16S 519094 519011 1 
luminescens subsp 
luminescens subsp 
Enterobacteriaceae; 
478036 Bacteria_16S 546563 546480 
strain CIP 105566 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; 
478036 Bacteria_16S 560339 560268 14 84 

strain 173-96 16S ribosomal RNA, partial sequence 


Photorhabdus. 


1 84 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


478036 Bacteria_16S 584473 584390 1 84 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial s 
seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 


478036 Bacteria_16S 605491 605412 5 84 


partial sequence 
Enterobacteriales; 


gi 


gi 


gi 


265678706 


- kayaii strain 1121 16S ribosomal RNA, complete 
- kayaii Bacteria; Proteobacteria; Gammaproteobacteria; 


265678688 
54547 


265678679 


559287 56077 


gi 


gi 


impatiens strain 
Bacteria; 


EL-105 16S ribosomal RNA, partial sequ 


Saccharospirillum. 
478036 Bacteria_16S 628459 628376 1 84 
strain M1l 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Proteobacteria; 
cloacae complex. 


478036 Bacteria_16S 


strain DSM 30039 
Proteobacteria; 


Buttiauxella. 


478036 Bacteria_16S 


strain NVI 88/478 
Proteobacteria; 


strain XINach 16S 
Proteobacteria; 


G 


G 


Gammaproteobacteria; 
478036 Bacteria_16S 


G 


663233 663150 1 


690566 690483 1 


692118 692035 1 
Proteobacteria; 


711358 711279 
16S ribosomal RNA, 


5 
722200 722117 1 


723786 723703 1 


Photorhabdus luminescens subsp. 


Enterobacteriales; 
478036 Bacteria_16S 
luminescens subsp. 


Enterobacteriaceae; 
725369 725286 1 


Photorhabdus luminescens subsp. 


Enterobacteriales 


478036 Bacteria_16S 


postgatei strain 
Bacteria; 


strain Pull 5.3 1 
Proteobacteria; 


Proteobacteria; 
478036 Bacteria_16S 


G 
478036 Bacteria_16S 


; Enterobacteriaceae; 
779408 779325 1 


791653 791574 5 
6S ribosomal RNA, 


819139 819056 1 


ammaproteobacteria; Enterobacteriales; 
478036 Bacteria_16S 
strain 279-56 16S 
G 


84 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 


84 


84 


16S ribosomal RNA, partial 
Gammaproteobacter 


84 


partial sequence 
Alteromonadales; 


84 


ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
478036 Bacteria_16S 
luminescens subsp. 


84 


laumondii strain TTO1 16S ribosomal 


gi 


265678663 
equence 


265678648 
ence 60442 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


265678633 


627341 62884 


gi 


Enterobac 
265678607 


662137 66364 


gi 


gi 


gi 


M 
gi 


Enterobac 


265678589 


16S ribosomal RNA, partial sequence 689459 69096 
ammaproteobacteria; Enterobacteriales; 
478036 Bacteria_16S 
warmboldiae strain NSW 326 
warmboldiae Bacteria; 


Enterobac 
265678588 
sequence 
ia; Entero 


265678575 
71023 

oritellace 

265678567 


721087 72261 


gi 


Enterobac 
265678566 
RNA, parti 


Enterobacteriaceae; 


Acetobacteraceae; 


Rhodobacterales; 


ref|NR_029011.1 
sequence 517982 


ref |NR_028993.1 
ref 


NR_028984.1 


ref |NR_028968.1 
583422 584837 


ref |NR_028953.1 


Photorhabdus 
519496 Photorhabdus 


Enterobacteriales; 


Enterobacter kobei 


5 546925 Enterobacter kobei Bacteria; 
Enterobacter. 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 
Roseomonas. 


Paracoccus 
Paracoccus 


Rhodobacteraceae; 


Saccharospirillum 


0 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 


ref |NR_028938.1 
teriaceae; Morga 
ref |NR_028912.1 
7 Enterobacter 
teriaceae; Enter 


ref |NR_028894.1 
teriaceae; Citro 
ref|NR_028893.1 

691014 692520 
bacteriales; Ent 


ref|NR_028880.1 
9 711741 Morite 
ae; Moritella. 
ref |NR_028871.1 


teriaceae; Photo 
ref |NR_028870.1 
al sequence 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Moritella viscosa 
lla viscosa Bacteria; 


Photorhabdus temperata 


2 Photorhabdus temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


84 


akhurstii strain FRGO4 16S ribosomal 


gi 


265678565 
RNA, part 


ref 
ial 


NR_028869.1 
sequence 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus. 


84 


2ac9 16S ribosomal RNA, partial sequen 
Deltaproteobacteria; Desulfob 


84 


84 


strain 12993 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 


gi 


gi 


265678526 
ce 77827 
acterales; 
265678518 


complete sequence 790537 79204 
ammaproteobacteria; Alteromonadales; P 


sychromona 


gi 


265678500 


ref |NR_028830.1 
2 779794 Desulf 
Desulfobacterac 
ref|NR_028821.1 
3  Psychromonas 
daceae; Psychrom 


Desulfobacter 
obacter postgatei 
eae; Desulfobacter. 
Psychromonas arctica 


arctica Bacteria; 


ionas. 


ref|NR_028803.1 


Kluyvera cryocrescens 


818049 819507 Kluyvera cryocrescens Bacteria; 


478036 Bacteria_16S 820644 820561 1 84 gi|265678499|ref|NR_028802.1| Kluyvera intermedia 
strain 256 16S ribosomal RNA, partial sequence 819558 821010 Kluyvera intermedia Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

478036 Bacteria_16S 842055 841976 5 84 gi|265678485|ref|NR_028788.1| Marinospirillum 
alkaliphilum strain Z4 16S ribosomal RNA, partial sequence 840981 842417 Marinospirillum alkaliphilum 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

478036 Bacteria_16S 987457 987374 1 84 gi| 265678386 |ref|NR_028688.1| Citrobacter murliniae 
strain CDC 2970-59 16S ribosomal RNA, partial sequence 986336 987865 Citrobacter murliniae 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 
478036 Bacteria_16S 989037 988954 1 84 gi| 265678385 |ref|NR_028687.1| Citrobacter braakii 
strain 167 16S ribosomal RNA, partial sequence 987916 989445 Citrobacter braakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

478036 Bacteria_16S 990617 990534 1 84 gi|265678384|ref|NR_028686.1| Citrobacter sedlakii 
strain I-75 16S ribosomal RNA, partial sequence 989496 991017 Citrobacter sedlakii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

478036 Bacteria_16S 992188 992105 1 84 gi| 265678383 |ref|NR_028685.1| Citrobacter rodentium 
strain DO 14784 16S ribosomal RNA, partial sequence 991068 992563 Citrobacter rodentium Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Citrobacter. 

478036 Bacteria_16S 1004427 1004344 1 84 gi|265678375|ref|NR_028677.1| Kluyvera ascorbata 
strain ATCC 33433 16S ribosomal RNA, partial sequence 1003352 1004810 Kluyvera ascorbata Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Kluyvera. 

478036 Bacteria_16S 1051723 1051644 5 84 gi|265678343|ref|NR_028645.1| Marinospirillum 
insulare strain K 16S ribosomal RNA, partial sequence 1050631 1052062 Marinospirillum insulare 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinospirillum. 

478036 Bacteria_16S 1065353 1065274 5 84 gi|265678334|ref|NR_028636.1| Marinomonas 
primoryensis strain KMM 3633 16S ribosomal RNA, partial sequence 1064282 1065700 Marinomonas 
primoryensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 

478036 Bacteria_16S 1111889 11118105 84 gi|265678301|ref|NR_028602.1| Moritella yayanosii 
strain DB21MT-5 16S ribosomal RNA, partial sequence 1110771 1112256 Moritella yayanosii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

478036 Bacteria_16S 1119426 1119343 1 84 gi|228716249|ref|NR_027549.1| Escherichia fergusonii 
ATCC 35469 16S ribosomal RNA, partial sequence 1118333 1119805 Escherichia fergusonii ATCC 35469 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
478036 Bacteria_16S 1125595 1125520 1 76 gi|224581403|ref|NR_027184.1| Cryomorpha ignava 
strain QSSC1-22 16S ribosomal RNA, partial sequence 1124514 1125935 Cryomorpha ignava Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Cryomorpha. 

478036 Bacteria_16S 1186000 1185917 1 84 gi|228716090|ref|NR_027546.1| Yersinia mollaretii 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 1186360 Yersinia mollaretii ATCC 43969 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

478036 Bacteria_16S 1187511 1187428 1 84 gi|228716058|ref|NR_027545.1| Yersinia intermedia 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 1187871 Yersinia intermedia ATCC 29909 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

478036 Bacteria_16S 1189022 1188939 1 84 gi|228716012|ref|NR_027544.1| Yersinia frederiksenii 
ATCC 33641 16S ribosomal RNA, partial sequence 1187922 1189382 Yersinia frederiksenii ATCC 33641 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

478036 Bacteria_16S 1190533 1190450 1 84 gi|228715942|ref|NR_027543.1| Yersinia bercovieri 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 1190893 Yersinia bercovieri ATCC 43970 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 

478036 Bacteria_16S 1211814 12117355 84 gi|224581438|ref|NR_027220.1| Halomonas 
hydrothermalis strain Slthf2 16S ribosomal RNA, partial sequence 1210750 1212158 Halomonas 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

478036 Bacteria_16S 1213291 12132125 84 gi|224581437|ref|NR_027219.1| Halomonas axialensis 
strain Althfl 16S ribosomal RNA, partial sequence 1212209 1213646 Halomonas axialensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

478036 Bacteria_16S 1214784 1214705 5 84 gi| 224581436 |ref|NR_027218.1| Halomonas neptunia 
strain Eplumel 16S ribosomal RNA, partial sequence 1213697 1215150 Halomonas neptunia Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

478036 Bacteria_16S 1216264 1216185 5 84 gi|224581404|ref|NR_027185.1| Halomonas sulfidaeris 
strain Esulfidel 16S ribosomal RNA, partial sequence 1215201 1216630 Halomonas sulfidaeris Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

478036 Bacteria_16S 1306648 1306565 1 84 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

478036 Bacteria_16S 1337246 1337163 1 84 gi| 228721486 |ref|NR_027609.1| Phaeobacter 
gallaeciensis strain BS107 16S ribosomal RNA, partial sequence 1336206 1337587 Phaeobacter 
gallaeciensis BS107 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Phaeobacter. 

478036 Bacteria_16S 1363020 1362937 1 84 gi|228719132|ref|NR_027580.1| Octadecabacter 


antarcticus strain 307 16S ribosomal RNA, partial sequence 


1361976 1363364 Octadecabacter antarcticus 


307 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 
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1370624 1370541 1 


1372120 13720415 


1379733 1379650 1 


1431072 1430989 1 


1443431 1443348 1 


1444944 1444861 1 


1459864 1459781 1 
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84 
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84 
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84 
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NR_027571.1 
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Oceanicola granulosus 


84 Oceanicola granulosus HTCC2516 
hodobacteraceae; 


Oceanicola. 
Lentisphaera araneosa 
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Lentisphaera. 


Oceanibulbus indolifex 


ibulbus indolifex HEL-45 Bacteria; 
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Phocoenobacter uteri 


66 Phocoenobacter uteri Bacteria; 
Phocoenobacter. 


Actinobacillus scotiae 


obacillus scotiae 
Actinobacillus. 


Thalassobacter 
0 Thalassobacter 


Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 
Xenorhabdus. 


Marinobacter 


obacter bryozoorum 
7 


Marinobacter. 
Histophilus somni 


77 Histophilus somni Bacteria; 
Histophilus. 


Roseisalinus 
3 Roseisalinus 


Rhodobacteraceae; 


Loktanella 
8 Loktanella 


Rhodobacteraceae; 
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cowanii Bacteria; 
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58 Loktanella salsilacus Bacteria; 


a. 
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1 Actinomyces 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 
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62 Moritella profunda Bacteria; 


Moritella abyssi 


09 Moritella abyssi Bacteria; 


Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 


NR_025341.1 


Serratia 


proteamaculans strain DSM 4543 16S ribosomal RNA, partial sequence 1989290 1990791 Serratia 
proteamaculans Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Serratia. 


478036 Bacteria_16S 
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ammaproteobacteria; Enterobacteriales; 
1996572 1996489 1 84 gi 


ammaproteobacteria; Enterobacteriales; 
1998117 1998034 1 84 gi 


ammaproteobacteria; Enterobacteriales; 
1999656 1999573 1 84 gi 


Enterobacteriales; Enterobacteriac 
2001190 2001107 1 84 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Enteroba 

2002726 2002643 1 84 gi 


ia; 


ammaproteobacteria; Enterobacteriales; E 


2005803 2005720 1 84 gi 
ammaproteobacteria; Enterobacteriales; E 
2007349 2007266 1 84 gi 
ammaproteobacteria; Enterobacteriales; E 
2008893 2008810 1 84 gi 
n DSM 9390 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 
2010452 2010369 1 


84 gi 
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bosomal RNA, partial sequence 2238534 2239994 Yersinia 


nterobac 


22415 
eriales; 


artial s 
acteria; 


teri 


eque 


aceae; Yers 
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Yersinia kristensenii 
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Microbacterium 


gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 


gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 
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478036 Bacteria_16S 
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478036 Bacteria_16S 
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478036 Bacteria_16S 
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Proteobacteria; 
478036 Bacteria_16S 
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84 


84 
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Gammaproteobacteria; Pasteurellales; 
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478036 Bacteria_16S 
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478036 Bacteria_16S 
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Bacteria; 
478036 Bacteria_16S 
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478036 Bacteria_16S 
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Actinobacillus. 
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478036 Bacteria_16S 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 
marinintestina Bacteria; 
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2926580 2926497 1 


2928110 29280315 


2947824 29477411 


Gammaproteobacteria; Pasteurellales; 


84 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 


84 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


84 


Gammaproteobacteria; Enterobacteriales; Enterobac 


84 


84 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellac 


84 


84 


Gammaproteobacteria; 


84 


16S ribosomal RNA, partial sequence 2762542 27639 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


84 


Gammaproteobacteria; Enterobacteriales; Enterobac 


84 


Gammaproteobacteria; Enterobacteriales; Enterobac 


84 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; Enterobac 


84 


84 


84 


ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria; 


84 


complete 


gi| 219857485 


16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 


gi|219857408 


gi|219857403 


gi|219857268 


gi| 219857267 
2601060 26025 


gi|219857266 
2602614 26041 


gi| 219857265 
2604168 26056 


219857252 
26197 


gl 


219857234 
26348 


gi 


219857233 
26364 


gi 


gi] 219857232 


gi|219857165 
2732909 27343 
gi|219857164 


Alter 


gi|219857163 


Alt 


gi|219857142 


gi|219857141 
2763991 27654 


gi|219857140 
2765507 27669 


219856887 
28549 


gi 


gi| 219856880 
Alteromon 
219856839 


sequence 
Rh 


gi 


219856838 
sequence 
Oceanosp 


gi 


sequenc 


Gammaproteobacteria; Pasteurellales; 


Pasteurellales; 


ref|NR_025073.1 


ref 


NR_024996.1 


ref|NR_024991.1 


ref|NR_024899.1 


ref |NR_024898.1 
Mannheimia. 
ref |NR_024897.1 
Mannheimia. 
ref |NR_024896.1 
Mannheimia. 
ref |NR_024883.1 
teriaceae; 
ref |NR_024862.1 


ref|NR_024861.1 
teriaceae; 
ref |NR_024860.1 

2637974 263946 


ref|NR_024793.1 
eae; Shewanella. 
ref|NR_024792.1 

2734399 273583 
omonadales; 
ref|NR_024791.1 

2735889 273732 


ref|NR_024770.1 
40 Edwardsiella 
Enterobacteriac 
ref|NR_024769.1 


teriaceae; Edwar 
ref |NR_024768.1 


teriaceae; Edwar 
ref|NR_024706.1 
85 2856506 Pseudo 
teriaceae. 
ref|NR_024699.1 

2865789 286730 
adales; Alteromo 


ref|NR_024658.1 
2925520 292697 
odobacterales; R 


ref|NR_024657.1 
2927022 292847 
irillales; Marin 


gi| 219856825 


Shewanellaceae; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Raoultella planticola 


2461740 2463175 Raoultella planticola 
Enterobacteriaceae; 


Raoultella. 
Thioalkalivibrio 


2469412 2470870 Thioalkalivibrio nitratis 
Ectothiorhodospiraceae; 


Thioalkalivibrio. 
Mannheimia 


e€ 2599506 2601009 Mannheimia 
Pasteurellaceae; 


Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 
Pasteurellaceae; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 
Pasteurellaceae; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 
Pasteurellaceae; 


Kluyvera georgiana 


36 2621149 Kluyvera georgiana Bacteria; 
Kluyvera. 


Citrobacter werkmanii 


42 2636362 Citrobacter werkmanii 
Enterobacteriaceae; 


Citrobacter. 
Citrobacter farmeri 


13 2637923 Citrobacter farmeri Bacteria; 
Citrobacter. 


Actinobacillus 
1 Actinobacillus 


Pasteurellaceae; 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 
Shewanella. 
Shewanella 
8 Shewanella 


eromonadales; Shewanellaceae; 


Edwardsiella tarda 


tarda ATCC 15947 


eae; Edwardsiella. 
Edwardsiella ictaluri 


56 Edwardsiella ictaluri Bacteria; 


dsiella. 
Edwardsiella hoshinae 


72 Edwardsiella hoshinae Bacteria; 


dsiella. 
Pseudomonas flectens 
monas flectens Bacteria; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Paracoccus 
1 Paracoccus 
hodobacteraceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 


ref|NR_024644.1 


Serratia rubidaea 


2946729 2948170 Serratia rubidaea Bacteria; 


Serra 


tia. 


478036 Bacteria_16S 2949314 29492311 84 

strain JCM1235 16S ribosomal RNA, partial sequence 
Proteobacteria; 
478036 Bacteria_16S 2950802 2950719 1 84 

strain JCM1237 16S ribosomal RNA, partial sequence 
Proteobacteria; 
478036 Bacteria_16S 2952303 29522201 84 

strain JCM1234 16S ribosomal RNA, partial sequence 
Proteobacteria; 
478036 Bacteria_16S 2953801 2953718 1 84 

strain JCM6051 16S ribosomal RNA, partial sequence 
Proteobacteria; 
cloacae complex. 
478036 Bacteria_16S 


2967373 29672901 84 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 29677 
Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; 
478036 Bacteria_16S 
pontiacus ChLG-10 
Bacteria; 
478036 Bacteria_16S 
strain ATCC 13313 
Proteobacteria; 
478036 Bacteria_16S 
strain ATCC 29903 
Proteobacteria; 
478036 Bacteria_16S 


3144205 3144122 1 84 


3271554 32714711 84 
3273092 3273009 1 84 


3385844 3385761 1 84 


marismortui strain ATCC 17056 16S ribosomal RNA, partia 
Gammaproteobacteria; 


marismortui Bacteria; 
Chromohalobacter. 
478036 Bacteria_16S 
strain ATCC 43992 
Proteobacteria; 
478036 Bacteria_16S 3587114 35870311 84 
strain JB13 16S ribosomal RNA, partial sequence 
Proteobacteria; 
478036 Bacteria_16S 


Proteobacteria; 


3429387 3429308 5 84 


3658520 3658441 5 84 


gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


gelidimarina Bacteria; 
478036 Bacteria_16S 

strain ATCC 15712 
Bacteria; 
478036 Bacteria_16S 
strain HK 204 16S 
Proteobacteria; 
478036 Bacteria_16S 
strain EN 101 16S 
Proteobacteria; 
478036 Bacteria_16S 


Proteobacteria; 


3667755 3667672 1 84 


3669260 3669177 1 84 
ribosomal RNA, partial sequence 


3670767 3670684 1 84 
ribosomal RNA, partial sequence 


3672274 36721911 84 


wasabiae strain SR91 16S ribosomal RNA, partial sequence 


Bacteria; 


478036 Bacteria_16S 3673783 36737001 84 


betavasculorum strain ATCC 43762 16S ribosomal RNA, partial seque 
Gammaproteobacteria; 


betavasculorum Bacteria; 
Pectobacterium. 
478036 Bacteria_16S 
strain 1846 16S 
Proteobacteria; 

478036 Bacteria_16S 


Proteobacteria; 


3675288 3675205 1 84 
ribosomal RNA, partial sequence 


3695036 3694953 1 84 


strain P-172-71 16S ribosomal RNA, partial sequence 3693916 36953 
Gammaproteobacteria; Pasteurellales; Pasteurellac 


Proteobacteria; 


478036 Bacteria_16S 3696473 3696390 1 84 


porcinus strain NM319 16S ribosomal RNA, partial sequence 


Bacteria; 
478036 Bacteria_16S 3717439 3717356 1 84 
strain E-37 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


478036 Bacteria_16S 3799737 3799658 5 84 
strain PS6 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


478036 Bacteria_16S 3900406 3900323 1 84 
strain OCh 254 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Shewanellac 


Gammaproteobacteria; Methylococcales; Methylococc 


16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


Gammaproteobacteria; Enterobacteriales; 


Proteobacteria; Gammaproteobacteria; Pasteurellales; 


gi| 219856824 
2948221 29496 


gi| 219856823 
2949709 29511 


gi| 219856822 
2951208 29526 


gi| 219856821 
2952708 29541 


gi|219846946 

Enterobac 
219846826 
31431 


gi 


219846740 
32704 
Enterobac 
19846739 
32719 
Enterobac 
219846659 
1 sequence 
Oceano 


gi 


gi|2 


gi 


219846625 
34282 


gi 


gi|219846518 
3585997 35874 
gi|219846466 
Alter 


219846459 
36666 


gi 


gi|219846458 
3668184 36696 
Enterobac 
gi|219846457 
3669690 36711 
Enterobac 
219846456 
36711 


gi 


gi|219846455 


Ent 


gi|219846454 
3674212 36756 
Enterobac 


gi| 219846441 


219846439 
36953 
Pa 
gi| 219846425 
3716418 37177 


gi 


gi| 219846363 
3798661 38001 


Enterobacteriaceae; 


Enterobacteriaceae; 


Enterobacteriaceae; 


Enterobacteriaceae; 


ref|NR_024643.1 
58 Enterobacter 


ref|NR_024642.1 
57 Enterobacter 


ref|NR_024641.1 
57 Enterobacter 


ref|NR_024640.1 
29 Enterobacter 


ref|NR_026538.1 
teriaceae; 
ref|NR_026418.1 


ref |NR_026332.1 
47 3271933 Shigel 
teriaceae; 
ref |NR_026331.1 
84 3273471 Shigel 
teriaceae; 
ref |NR_026251.1 

3384746 338616 
spirillales; Hal 


ref|NR_026217.1 
93 3429730 Shewan 
eae; Shewanella. 
ref|NR_026110.1 
56 Methylomonas 
aceae; Methylomo 
ref|NR_026058.1 

3657404 365891 
omonadales; 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref|NR_026049.1 


teriaceae; Erwin 
ref |NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 
ref |NR_026045.1 
teriaceae; Panto 
ref |NR_026032.1 


eae. 
ref|NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref|NR_026016.1 


aceae; 
ref|NR_025954.1 


gi|219846295 


Shewanellaceae; 


Enterobacter aerogenes 


aerogenes Bacteria; 
Enterobacter. 


Enterobacter amnigenus 


amnigenus Bacteria; 
Enterobacter. 


Enterobacter gergoviae 


gergoviae Bacteria; 
Enterobacter. 


Enterobacter asburiae 


asburiae Bacteria; 
Enterobacter; 


Enterobacter 


Dickeya paradisiaca 


69 Dickeya paradisiaca Bacteria; 
Dickeya. 


Sulfitobacter 


69 3144565 Sulfitobacter pontiacus 
Rhodobacteraceae; 


Sulfitobacter. 
Shigella dysenteriae 
la dysenteriae Bacteria; 


Shigella. 


Shigella flexneri 
la flexneri Bacteria; 


Shigella. 


Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Shewanella benthica 
ella benthica Bacteria; 


Methylomonas fodinarum 


fodinarum Bacteria; 


nas. 

Shewanella 

0 Shewanella 
Shewanella. 
Brenneria salicis 

ria salicis ATCC 15712 
eae; Brenneria. 

Erwinia persicina 


39 Erwinia persicina Bacteria; 


ia. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Sagittula stellata 


90 Sagittula stellata Bacteria; 
Sagittula. 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


ref|NR_025885.1 


Roseibium denhamense 


3899350 3900743 Roseibium denhamense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseibium. 


478036 Bacteria_16S 


3914006 3913923 1 


84 


strain Gl 16S ribosomal RNA, partial sequence 


478036 Bacteria_16S 


3936798 3936715 1 


84 


gi 


3912908 39143 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


gi 


thiocyanatus strain THI 011 16S ribosomal RNA, partial 


thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
478036 Bacteria_16S 
strain DSS12 16S 


478036 Bacteria_16S 


3951403 39513245 


3952961 3952882 5 


84 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


84 


strain DSK1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


478036 Bacteria_16S 
strain SW-120 16S 


478036 Bacteria_16S 
strain SW-117 16S 


478036 Bacteria_16S 
strain JC2056 16S 


478036 Bacteria_16S 


psittacicida strain Gerl 


psittacicida Bacteria; 
Volucribacter. 
478036 Bacteria_16S 


haeundaensis strain BC74171 16S 


haeundaensis Bacteria; 
Paracoccus. 

478036 Bacteria_16S 
delicatus strain 
delicatus Bacteria; 
Sulfitobacter. 
478036 Bacteria_16S 


strain KMM 3554 16S ribo 
Proteobacteria; Alphaproteobacteria; 


478036 Bacteria_16S 


strain KMM 3823 16S ribosomal RNA, partial sequence 4178357 41798 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


478036 Bacteria_16S 


KMM 358 
Prot 


4028854 4028775 5 


4030404 40303255 


4050101 4050058 41 


4124173 41240901 


Proteobacteria; 


4134761 4134678 1 


4167213 41671301 


4168695 4168612 1 


4179478 4179399 5 


4235546 4235463 1 


84 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


84 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


84 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 


84 


84 


84 


84 


84 


84 


strain F2R9 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


478036 Bacteria_16S 
strain U 5/41 16S 


4246051 4245968 1 


84 


ribosomal RNA, partial sequence 


gi 
39 


gi 
39 


gi 


4027757 40292 
Shewanellaceae; 


gi 


4029306 40308 
Shewanellaceae; 


gi 


4049074 40504 


gi 


gi 


ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


gi 


4 16S ribosomal RNA, partial sequence 
eobacteria; Alphaproteobacteria; 


gi 


somal RNA, partial sequence 4167649 41690 
Rhodobacterales; 


gi 


gi 


4234473 42358 


gi 


4244934 42463 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


478036 Bacteria_16S 


guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequen 
guttiformis Bacteria; Proteobacteria; Alphaproteobacteria; 


Sulfitobacter. 
478036 Bacteria_16S 


strain Ifremer A365 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 


478036 Bacteria_16S 


joergensenii strain B331 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


joergensenii Bacteria; 
Desulfospira. 
478036 Bacteria_16S 


37403 37333 14 


41894 41824 14 


78193 78123 14 
Proteobacteria; 


146669 146599 14 


84 


84 


84 


84 


strain FF3 16S ribosomal RNA, partial sequence 


478036 Bacteria_16S 


1721-77 16S ribosomal RNA, partial sequence 


168158 168088 14 


84 


167046 168502 Vibri 


gi 


gi 


gi 


gi 


145646 14699 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


478036 Bacteria_16S 


169682 169612 14 


84 


strain Fowl 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


478036 Bacteria_16S 


171158 171088 14 


Vibrionales; 


84 


strain 50 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


478036 Bacteria_16S 


172668 172598 14 


Vibrionales; 


84 


strain PB 1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Vibrionales; 


gi 


168553 16998 


Vibri 
gi 


170036 17150 


Vibri 
gi 


Rhodobacter 


Shewanellac 


219846285 


219846268 
sequence 


219846258 


50287 39517 


219846257 


51843 39533 


219846204 


219846203 


219846187 


219846134 


- 236/81 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


219846124 
sequence 


219846102 


Rhodobac 


219846101 


219846094 


219846045 


Enterobac 
219722938 


Enterobac 
265679039 


Rhodob 


265679036 
40774 


265679012 


Desul 


265678965 


265678951 


265678950 


onaceae; V 
265678949 


onaceae; V 


Rhodobacterales; 


Pasteurellales; 


Rhodobacterales; 


ref|NR_025875.1 


ref |NR_025858.1 
3935756 393713 


ref|NR_025848.1 
Shewanella. 
ref |NR_025847.1 
Moritella. 
ref|NR_025794.1 
Shewanella. 
ref|NR_025793.1 
Shewanella. 
ref|NR_025777.1 
53 Nocardioides 


ref|NR_025724.1 

412310 
Paste 
ref|NR_025714.1 


133716 413512 


rs 


ref|NR_025692.1 
4166170 416759 
terales; 


ref|NR_025691.1 
78 Sulfitobacter 
aceae; Sulfitoba 
ref |NR_025684.1 


ibrio. 
ref|NR_029257.1 


ibrio. 


265678948 


Xenorhabdus poinarii 


83 Xenorhabdus poinarii Bacteria; 
Xenorhabdus. 


Paracoccus 
9 Paracoccus 


Rhodobacteraceae; 


Shewanella violacea 


92 Shewanella violacea Bacteria; 
Shewanellaceae; 


Moritella japonica 


48 Moritella japonica Bacteria; 


Shewanella aquimarina 


55 Shewanella aquimarina Bacteria; 


Shewanella marisflavi 


05 Shewanella marisflavi Bacteria; 


Nocardioides aestuarii 


aestuarii Bacteria; 
Nocardioidaceae; 


Nocardioides. 
Volucribacter 

3 4124536 Volucribacter 

urellaceae; 


Paracoccus 
3 Paracoccus 


Rhodobacteraceae; 


Sulfitobacter 
8 Sulfitobacter 


Rhodobacteraceae; 


Sulfitobacter dubius 
dubius Bacteria; 
cter. 

Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


eae; Shewanella. 
ref|NR_025635.1| Klebsiella variicola 
84 Klebsiella variicola Bacteria; 
teriaceae; Klebsiella. 
ref|NR_024570.1| Escherichia coli 
83 Escherichia coli Bacteria; 
teriaceae; Escherichia. 
ref|NR_029347.1| Sulfitobacter 
ce 36384 37736 Sulfitobacter 
acterales; Rhodobacteraceae; 
ref|NR_029344.1| Vibrio pectenicida 
42243 Vibrio pectenicida Bacteria; 
ibrio. 
ref |NR_029320.1| Desulfospira 
77090 78536  Desulfospira 
fobacterales; Desulfobacteraceae; 
ref|NR_029273.1| Marinovum algicola 
3 Marinovum algicola Bacteria; 
aceae; Marinovum. 
ref|NR_029259.1| Vibrio mimicus strain 
o mimicus Bacteria; Proteobacteria; 
ref|NR_029258.1| Vibrio metschnikovii 


5 Vibrio metschnikovii Bacteria; 


Vibrio mediterranei 


5 Vibrio mediterranei Bacteria; 


ref |NR_029256.1 


Vibrio gazogenes 


171556 173003 Vibrio gazogenes Bacteria; 
Vibrionaceae; Vibrio. 


478036 Bacteria_16S 


398 16S ribosomal 
Gammaproteobacter 


478036 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; G 


478036 Bacteria_16S 


leiognathi strain 
Bacteria; Proteob 


478036 Bacteria_16S 


strain 40 16S rib 
Proteobacteria; G 


478036 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 
Desulfobacter. 


478036 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


478036 Bacteria_16S 


strain A3 16S rib 
Proteobacteria; A 


478036 Bacteria_16S 


strain HTCC2597 1 
Proteobacteria; A 


478036 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


478036 Bacteria_16S 


vestfoldensis str 
vestfoldensis Bac 
Loktanella. 


478036 Bacteria_16S 


helgolandensis st 
helgolandensis Ba 
Jannaschia. 


478036 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; G 


478036 Bacteria_16S 
40M4T 16S ribosomal RNA, 


Gammaproteobacter 


478036 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; G 


478036 Bacteria_16S 


strain B43 16S ri 
Proteobacteria; G 


478036 Bacteria_16S 


VR1 16S ribosomal 
Gammaproteobacter 


478036 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


478036 Bacteria_16S 


kondratievae stra 
Bacteria; Proteob 


478036 Bacteria_16S 


nubinhibens strai 
Bacteria; Proteob 


478036 Bacteria_16S 


strain DSS-3 16S 
Proteobacteria; A 


478036 Bacteria_16S 


subsp. vallismort 
subsp. vallismort 
Salinivibrio. 


478036 Bacteria_16S 


strain II-2 16S r 
Bacteroidetes; Sp 


174176 174106 14 
RNA, partial sequence 


84 gi 


173054 174520 Vibri 


265678947 


ref 
o fi 


NR_029255.1 
scheri Bacte 


Vibrio fischeri strain 
ria; Proteobacteria; 


ia; Vibrionales; Vibrionaceae; Aliivibrio. 

175684 175614 14 84 gi| 265678946 |ref|NR_029254.1| Vibrio aestuarianus 
6S ribosomal RNA, partial sequence 174571 175997 Vibrio aestuarianus Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

177170 177100 14 84 gi| 265678945 |ref|NR_029253.1| Photobacterium 

L1 16S ribosomal RNA, partial sequence 176048 177513 Photobacterium leiognathi 
acteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

223269 223199 14 84 gi|265678914|ref|NR_029222.1| Vibrio campbellii 
osomal RNA, partial sequence 222148 223631 Vibrio campbellii Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

283929 283859 14 84 gi|265678871|ref|NR_029177.1| Desulfobacter 
in B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
eria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 

358218 358148 14 84 gi|265678816|ref|NR_029121.1] Loktanella 
ain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

365751 365681 14 84 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
osomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

379312 379242 14 84 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 
6S ribosomal RNA, partial sequence 378266 379690 Oceanicola batsensis Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Oceanicola. 

486904 486834 14 84 gi| 265678727 |ref|NR_029032.1| Vibrio ponticus strain 
RNA, partial sequence 485792 487320 Vibrio ponticus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

503913 503843 14 84 gi|265678716|ref|NR_029021.1| Loktanella 
ain R-9477 16S ribosomal RNA, partial sequence 502862 504310 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

572507 572437 14 84 gi|265678671|ref|NR_028976.1| Jannaschia 
rain Hel 10 16S ribosomal RNA, partial sequence 571472 572837 Jannaschia 
cteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

616316 616246 14 84 gi|265678641|ref|NR_028946.1| Vibrio agarivorans 
bosomal RNA, complete sequence 615203 616744 Vibrio agarivorans Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

645293 645223 14 84 gi|265678621|ref|NR_028926.1| Vibrio lentus strain 

complete sequence 644174 645732 Vibrio lentus Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

709791 709721 14 84 gi|265678576|ref|NR_028881.1| Aliivibrio wodanis 

16S ribosomal RNA, partial sequence 708668 710188 Aliivibrio wodanis Bacteria; 
ammaproteobacteria; Vibrionales; Vibrionaceae; Aliivibrio. 

717546 717476 14 84 gi|265678570|ref|NR_028875.1| Enterobacter pyrinus 
bosomal RNA, partial sequence 716437 717968 Enterobacter pyrinus Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 

770051 769981 14 84 gi|265678533|ref|NR_028837.1| Vibrio ruber strain 

RNA, partial sequence 768965 770424 Vibrio ruber Bacteria; Proteobacteria; 
ia; Vibrionales; Vibrionaceae; Vibrio. 

773150 773080 14 84 gi|265678531|ref|NR_028835.1| Atopostipes 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 

848173 848103 14 84 gi| 265678481 |ref|NR_028784.1| Paracoccus 
in GB 16S ribosomal RNA, partial sequence 847132 848491 Paracoccus kondratievae 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

928943 928873 14 84 gi|265678426|ref|NR_028728.1| Roseovarius 
n ISM 16S ribosomal RNA, partial sequence 927903 929320 Roseovarius nubinhibens 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

930427 930357 14 84 gi|265678425|ref|NR_028727.1| Ruegeria pomeroyi 
ribosomal RNA, partial sequence 929371 930833 Ruegeria pomeroyi Bacteria; 
lphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Ruegeria. 

966052 965982 14 84 gi|265678401|ref|NR_028703.1| Salinivibrio costicola 
is strain DV 16S ribosomal RNA, partial sequence 964933 966480 Salinivibrio costicola 
is Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; 

979696 979626 12 82 gi|265678391|ref|NR_028693.1| Lewinella cohaerens 


ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 


978631 980048 Lewinella cohaerens Bacteria; 
Saprospiraceae; Lewinella. 


478036 Bacteria_ 


Sapovorans strain 
Firmicu 


Bacteria; 
478036 Bacteria_ 
strain 1480D 16S 


16S 993733 993664 14 
OM 16S ribosomal RNA, 
tes; Clostridia; Clostridiales; 
16S 1007454 1007384 14 84 
ribosomal RNA, partial sequence 


83 gi 


gi 
10 


complete sequen 
Syntro 


265678382 
ce 99261 
phomonadac 
265678373 
06359 10077 


Syntrophomonas 
phomonas sapovorans 


ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomonas. 

ref|NR_028675.1| Bacillus mucilaginosus 
63 Bacillus mucilaginosus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

478036 Bacteria_16S 1133042 1132973 14 84 gi|253680768|ref|NR_028016.1| Brevibacterium 
sanguinis strain CF63 16S ribosomal RNA, partial sequence 1131955 1133449 Brevibacterium sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

478036 Bacteria_16S 1136030 1135960 14 84 gi|253680766|ref|NR_028014.1| Vibrio coralliilyticus 
strain YB1 16S ribosomal RNA, partial sequence 1134932 1136396 Vibrio coralliilyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

478036 Bacteria_16S 1137555 1137486 14 84 gi|253680765|ref|NR_028013.1| Leifsonia aurea strain 
CMS 81 16S ribosomal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

478036 Bacteria_16S 1154142 1154072 14 84 gi|253680754|ref|NR_028002.1| Photobacterium indicum 
strain MBIC3157 16S ribosomal RNA, partial sequence 1153118 1154525 Photobacterium indicum Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 

478036 Bacteria_16S 1246493 1246451 42 84 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
478036 Bacteria_16S 1258471 1258401 14 84 gi|219856813|ref|NR_024632.1| Vibrio halioticoli 
strain A431 16S ribosomal RNA, partial sequence 1257400 1258827 Vibrio halioticoli Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

478036 Bacteria_16S 1331102 1331032 14 84 gi|219846082|ref|NR_025672.1| Bifidobacterium 
thermacidophilum subsp. porcinum strain P3-14 16S ribosomal RNA, complete sequence 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


478036 Bacteria_16S 


obscurus DSM 4316 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actin 


Geodermatophilus. 


478036 Bacteria_16S 
fumaroxidans stra 
fumaroxidans MPOB 


Syntrophobacterac 


478036 Bacteria_16S 


Och 149 16S ribos 


subsp. costicola 
costicola subsp. 
Salinivibrio. 


478036 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 


478036 Bacteria_16S 


strain TN-272 16S 
Firmicutes; Clost 


478036 Bacteria_16S 
train FiPS3 16S ribosomal RNA, partial 
Deltaproteoba 


phosphitoxidans s 
phosphitoxidans B 
Desulfotignum. 


478036 Bacteria_16S 


CAIM 629 16S ribo 
Gammaproteobacter 


478036 Bacteria_16S 


strain 75-80 16S 


Proteobacteria; G 


CAIM 578 16S ribo 
Gammaproteobacter 


478036 Bacteria_16S 


strain LMG 20362 


Proteobacteria; G 


R-3712 16S riboso: 
Gammaproteobacter 


478036 Bacteria_16S 


LMG 19999 16S rib 


; Bifidobacteriaceae; Bifidobacterium. 


1344928 1344858 14 84 gi 
0 16S ribosomal RNA, partial sequence 


1348018 1347948 14 84 gi 
Bacteria; Proteobacteria; 
eae; Syntrophobacter. 
1352541 1352471 14 


omal RNA, partial sequence 


84 gi 


1355602 1355532 14 84 gi 


costicola Bacteria; Proteobacteria; 


1361529 1361460 14 
10331 16S ribosomal RNA, 


84 gi 


Acidimicrobium. 

1409611 1409542 14 84 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
1517260 1517190 14 84 gi 


’ 


gi 


acteria; Proteobacteria; 


1658422 1658352 14 84 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1659977 1659907 14 84 gi 
ribosomal RNA, partial sequence 
1699693 1699623 14 84 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1777127 1777057 14 84 gi 


1792235 1792165 14 

mal RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1793709 1793639 14 84 gi 
osomal RNA, partial sequence 


84 gi 


in MPOB 16S ribosomal RNA, partial seq 
Deltaproteo 


1351515 1352883 Roseo 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
478036 Bacteria_16S 
strain ATCC 33508 16S ribosomal RNA, p 
Ga 


complete sequ 
a; Actinobacteria; Acidimicrobidae; Ac 
Acidimicrobiaceae; 


1408524 14099 


somal RNA, partial sequence 1657325 1658829 Vibri 


1658880 16603 
ammaproteobacteria; Vibrionales; Vibri 
478036 Bacteria_16S 
somal RNA, partial sequence 1698596 1700102 Vibri 


16S ribosomal RNA, partial sequence 1776030 17774 
ammaproteobacteria; Vibrionales; Vibri 
478036 Bacteria_16S 
1791138 1792572 Vibri 


228721038 
13438 


228720860 
uence 
bacteria; 


228720499 
hodobacter 
228720264 
artial seq 
mmaproteob 
228719712 
ence 13604 
idimicrobi 
224581401 
Clostridiu 
219873435 
sequence 


cteria; De 


219878436 


219878435 


onaceae; G 
219878408 


219878352 


onaceae; V 
219878341 


omycetales; 


ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


Geodermatophilus 
matophilus obscurus DSM 
: odermatophilaceae; 

Syntrophobacter 
7 Syntrophobacter 
les; 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref 
bact 
acea 
ref 

uenc 
acte 


Roseobacter litoralis 
Och 149 Bacteria; 

er. 

Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


NR_027593.1 
er litoralis 
e; Roseobact 
NR_027590.1 
e 135446 
ria; Vibrion 


ref|NR_027584.1| Acidimicrobium 
61 1361925 Acidimicrobium ferrooxidans 
ales; Acidimicrobineae; 


, 


ref|NR_024719.1| Clostridium hylemonae 

68 Clostridium hylemonae Bacteria; 

m. 

ref|NR_025194.1 
1516159 151759 


sulfobacterales; 


Desulfotignum 
6 Desulfotignum 
Desulfobacteraceae; 


Vibrio fortis strain 
a; Proteobacteria; 


ref 
o fo 


NR_025575.1 
rtis Bacteri 


ref|NR_025574.1| Grimontia hollisae 
83 Grimontia hollisae Bacteria; 

rimontia. 
ref|NR_025547.1 
© pomeroyi Bacte 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


ref|NR_025491.1| Vibrio hepatarius 
97 Vibrio hepatarius Bacteria; 

ibrio. 
ref |NR_025480.1 
o chagasii Bacte 


Vibrio chagasii strain 
ria; Proteobacteria; 


219878340 


ref|NR_025479.1| Vibrio pacinii strain 


1792623 1794116 Vibrio pacinii Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


478036 Bacteria_16S 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
478036 Bacteria_16S 


strain LMG 20546 
Proteobacteria; 


strain LMG 20536 
Proteobacteria; 


Albidovulum. 


478036 Bacteria_16S 


strain MX9 16S ri 
Tenericutes; Moll 


478036 Bacteria_16S 
lagogenitalium st 
lagogenitalium Ba 
478036 Bacteria_16S 
strain CH 16S rib 


Tenericutes; Moll 


478036 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


478036 Bacteria_16S 
strain 852 16S ri 


Tenericutes; Moll 


478036 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


478036 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


478036 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


478036 Bacteria_16S 


strain PG15 16S r 
Tenericutes; Moll 


478036 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


478036 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


478036 Bacteria_16S 


columbinasale str 
columbinasale Bac 


478036 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


478036 Bacteria_16S 


strain 383 16S ri 
Tenericutes; Moll 


478036 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 
478036 Bac 
strain TB 16S rib 
Tenericutes; Moll 
478036 Bac 
strain A3.12 16S 


Proteobacteria; D 


G 
478036 Bacteria_16S 


G 


teria_16S 


teria_16S 


1795264 1795194 14 84 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 
1796749 1796679 14 84 gi 


ammaproteobacteria; Vibrionales; Vibri 
1798303 1798233 14 84 gi 


1834971 1834901 14 84 gi 


; Gulosibacter. 


2153215 2153145 14 84 gi 
in FRR-10 16S ribosomal RNA, partial s 


2200261 2200179 2 84 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2203279 2203197 2 84 gi 
rain 12MS 16S ribosomal RNA, partial s 
cteria; Tenericutes; Mollicutes; Mycop 
2210833 2210751 2 84 
osomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
2215344 2215262 2 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2281032 2280950 2 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2365684 2365614 14 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2367194 2367124 14 84 gi 
rain T37 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycop 
2368718 2368636 2 84 gi 
rain AH159 16S ribosomal RNA, partial 
cteria; Tenericutes; Mollicutes; Mycop 
2373220 2373138 2 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374726 2374644 2 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377750 2377668 2 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379258 2379176 2 84 gi 
ain 694 16S ribosomal RNA, partial seq 
teria; Tenericutes; Mollicutes; Mycopl 
2380764 2380682 2 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2479364 2479282 2 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2480873 2480791 2 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2485406 2485324 2 84 gi 
osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2533883 2533813 12 82 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Bdellovibrionales; 


gi 


gi 


478036 Bac 
strain hl 16S rib 


teria_16S 


2631478 2631408 14 84 gi 
osomal RNA, partial sequence 


1794167 1795601 Vibri 


16S ribosomal RNA, partial sequence 1795652 17971 


16S ribosomal RNA, partial sequence 1797206 17986 
ammaproteobacteria; Vibrionales; Vibri 
478036 Bacteria_16S 
molinativorax str 
molinativorax Bac 
Microbacteriaceae 
478036 Bacteria_16S 
inexpectatum stra 
inexpectatum Bact 


ain ON4 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 


eria; Proteobacteria; Alphaproteobacte 


2209746 22112 


2214274 22157 


2279959 22814 


2364627 23660 


2372144 23736 


2373653 23751 


2376676 23781 


2379691 23811 


2478295 24797 


2479798 24812 


2484337 24857 


2532800 25342 


219878339 


219878338 


219857589 


219857546 


219857483 


219857482 
quence 
lasmatacea 
219857481 
sequence 
lasmatacea 
219857478 


219857477 


219857475 


219857474 
uence 
asmataceae 
219857473 


219857397 


219857396 


219857393 


219857355 


Bacteriov 
219857238 


ref|NR_025478.1| Vibrio xuii strain R- 
o xuii Bacteria; Proteobacteria; 
ref|NR_025477.1| Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


onaceae; Vibrio. 
219878337|ref|NR_025476.1| Vibrio neptunius 

73 Vibrio neptunius Bacteria; 
onaceae; Vibrio. 
219878312|ref|NR_025451.1| Gulosibacter 
uence 1833888 1835317 Gulosibacter 
e; Actinomycetales; Micrococcineae; 
219857633|ref|NR_025222.1| Albidovulum 
equence 2152193 2153601 Albidovulum 
ria; Rhodobacterales; Rhodobacteraceae; 
219857599|ref|NR_025187.1| Mycoplasma mustelae 

2199190 2200637 Mycoplasma mustelae Bacteria; 

219857597|ref|NR_025185.1| Mycoplasma 
equence 2202199 2203669 Mycoplasma 
lasmataceae; Mycoplasma. 
219857592|ref|NR_025180.1| Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


ref|NR_025177.1| Mycoplasma buteonis 
21 Mycoplasma buteonis Bacteria; 


ref|NR_025134.1| Mycoplasma phocirhinis 
14 Mycoplasma phocirhinis Bacteria; 


ref|NR_025071.1| Mycoplasma elephantis 
86 Mycoplasma elephantis Bacteria; 


ref|NR_025070.1 

2366137 236759 
e; Mycoplasma. 
ref|NR_025069.1 

2367647 236907 
e; Mycoplasma. 
ref|NR_025066.1| Mycoplasma maculosum 
02 Mycoplasma maculosum Bacteria; 


Mycoplasma 
6 Mycoplasma 


Mycoplasma 
5 Mycoplasma 


ref|NR_025065.1| Mycoplasma lipofaciens 
08 Mycoplasma lipofaciens Bacteria; 


ref|NR_025063.1| Mycoplasma columbinum 
32 Mycoplasma columbinum Bacteria; 


ref |NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1| Mycoplasma caviae 
46 Mycoplasma caviae Bacteria; 


Mycoplasma 
0 Mycoplasma 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref|NR_024984.1| Mycoplasma falconis 
65 Mycoplasma falconis Bacteria; 


ref |NR_024981.1] Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024943.1| Peredibacter starrii 
56 Peredibacter starrii Bacteria; 
oracaceae; Peredibacter. 


ref|NR_024866.1| Methylarcula terricola 


2630432 2631792 Methylarcula terricola Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Methylarcula. 


478036 Bacteria_16S 
strain S-1 16S ri 
G 
478036 Bacteria_16S 


Proteobacteria; 


strain IAM 14848 


strain IAM 14851 


mediterraneus Bac 
Sulfitobacter. 


478036 Bacteria_16S 
pantotrophus stra 
pantotrophus Bact 


Paracoccus. 


478036 Bacteria_16S 
denitrificans str 


denitrificans Bac 
Paracoccus. 


478036 Bacteria_16S 


halotolerans DSM 
Bacteria; Proteob 


478036 Bacteria_16S 


strain A901/1 16S 


Proteobacteria; Alphapro 
478036 Bacteria_16S 


strain GY-1 16S r 


2893095 2893025 14 84 
bosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
2900610 2900540 14 84 gi 


gi 


2902145 2902075 14 84 gi 


3063211 3063141 14 84 gi 
ain CH-B427 16S ribosomal RNA, partial 


3085736 3085666 14 84 gi 


3087181 3087111 14 84 gi 


3112603 3112533 14 
11383 1 
acteria 


84 gi 
6S ribosomal RNA, partial seque 
; Deltaproteobacteria; Desulfob 
3135117 3135047 14 84 gi 
ribosomal RNA, partial sequence 

teobacteria; Rhodobacterales; 
3139605 3139535 14 84 gi 
ibosomal RNA, partial sequence 


2892009 28935 


16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
478036 Bacteria_16S 
16S ribosomal RNA, partial sequence 2901061 29025 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
478036 Bacteria_16S 
mediterraneus str 
teria; Proteobacteria; Alphaproteobact 


in ATCC 35512 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 


ain 381 16S ribosomal RNA, partial seq 
teria; Proteobacteria; Alphaproteobact 


3134094 31355 
R 


3138565 31400 


219856861 


onaceae; V 
219856856 


ococcineae 
219856855 


oc 
219846880 
sequence 
eria; Rhod 


219846865 
al sequenc 
ria; Rhodo 


219846864 
uence 
eria; Rhod 
219846847 
nce 31115 
acterales; 
219846832 


hodobacter 
219846829 


occineae; 


ref|NR_024680.1| Vibrio rumoiensis 
02 Vibrio rumoiensis Bacteria; 
ibrio. 
ref|NR_024675.1| Zimmermannella bifida 
10 Zimmermannella bifida Bacteria; 
; Microbacteriaceae; Pseudoclavibacter. 
ref|NR_024674.1| Leucobacter albus 
46 Leucobacter albus Bacteria; 
; Microbacteriaceae; Leucobacter. 
ref|NR_026472.1| Sulfitobacter 

3062186 3063600 Sulfitobacter 
obacterales; Rhodobacteraceae; 


Paracoccus 
1 Paracoccus 
obacteraceae; 


ref|NR_026457.1 
e 3084717 308611 
bacterales; Rhod 


Paracoccus 
6 Paracoccus 
dobacteraceae; 


ref|NR_026456.1 
3086162 308755 
obacterales; Rho 


Desulfobacter 
obacter halotolerans 
Desulfobacteraceae; Desulfobacter. 
ref|NR_026424.1| Paracoccus alkenifer 
01 Paracoccus alkenifer Bacteria; 
aceae; Paracoccus. 

ref|NR_026421.1| Meiothermus cerbereus 
00 Meiothermus cerbereus Bacteria; 


ref|NR_026439.1 
17 3112988 Desulf 


Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Meiothermus. 

478036 Bacteria_16S 3162520 3162450 14 84 gi|219846814|ref|NR_026406.1] Antarctobacter 
heliothermus strain EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 
heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Antarctobacter. 

478036 Bacteria_16S 3163983 3163913 14 84 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

478036 Bacteria_16S 3227764 3227694 14 84 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

478036 Bacteria_16S 3558420 3558350 14 84 gi| 219846537 |ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

478036 Bacteria_16S 3559900 3559830 14 84 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

478036 Bacteria_16S 3561415 3561345 14 84 gi|219846535|ref|NR_026127.1| Vibrio orientalis 
strain 717 16S ribosomal RNA, partial sequence 3560299 3561764 Vibrio orientalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

478036 Bacteria_16S 3562936 3562866 14 84 gi|219846534|ref|NR_026126.1| Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
478036 Bacteria_16S 3564421 3564351 14 84 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

478036 Bacteria_16S 3565901 3565831 14 84 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
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478036 Bacteria_16S 967642 967566 8 84 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

478036 Bacteria_16S 1204228 1204156 13 84 gi|228715356|ref|NR_027528.1| Collinsella 
intestinalis DSM 13280 16S ribosomal RNA, partial sequence 1203162 1204620 Collinsella intestinalis DSM 
13280 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteriaceae; 
Collinsella. 

478036 Bacteria_16S 1276447 1276371 8 84 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
478036 Bacteria_16S 1484246 1484174 12 84 gi|219857506|ref|NR_025094.1| Kushneria marisflavi 
strain SW32 16S ribosomal RNA, partial sequence 1483159 1484653 Kushneria marisflavi Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Kushneria. 

478036 Bacteria_16S 1863881 1863805 8 84 gi|219878292|ref|NR_025431.1| Chromohalobacter 
israelensis strain Bal 16S ribosomal RNA, partial sequence 1862771 1864302 Chromohalobacter israelensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
478036 Bacteria_16S 1865463 1865387 8 84 gi|219878291|ref|NR_025430.1| Chromohalobacter 
canadensis strain ATCC 43984 16S ribosomal RNA, partial sequence 1864353 1865884 Chromohalobacter 
canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Chromohalobacter. 

478036 Bacteria_16S 2335394 2335324 14 84 gi|219857505|ref|NR_025093.1| Paracoccus methylutens 
strain DM12 16S ribosomal RNA, partial sequence 2334350 2335705 Paracoccus methylutens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

478036 Bacteria_16S 2483884 2483812 12 84 gi|219857394|ref|NR_024982.1| Mycoplasma gypis 
strain B1/Tl 16S ribosomal RNA, partial sequence 2482825 2484286 Mycoplasma gypis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

478036 Bacteria_16S 2837610 2837538 14 84 gi|219856899|ref|NR_024718.1| Lactobacillus 
acidipiscis strain FS60-1 16S ribosomal RNA, partial sequence 2836503 2837908 Lactobacillus 
acidipiscis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

478036 Bacteria_16S 3353680 3353604 8 84 gi|219846682|ref|NR_026274.1| Halomonas desiderata 
strain FB2 16S ribosomal RNA, partial sequence 3352589 3354083 Halomonas desiderata Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

478036 Bacteria_16S 3387310 3387234 8 84 gi|219846658|ref|NR_026250.1| Halomonas eurihalina 
strain ATCC 49336 16S ribosomal RNA, partial sequence 3386219 3387691 Halomonas eurihalina Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

478036 Bacteria_16S 3825724 3825641 1 84 gi|219846346|ref|NR_025937.1| Avibacterium volantium 
strain NCTC 3438 16S ribosomal RNA, complete sequence 3824598 3826078 Avibacterium volantium 
Bacteria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; Avibacterium. 

478036 Bacteria_16S 3837665 3837589 8 84 gi|219846337|ref|NR_025927.1| Halomonas pacifica 
strain 62 16S ribosomal RNA, partial sequence 3836584 3838063 Halomonas pacifica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

478036 Bacteria_16S 4056029 4055953 8 84 gi|219846183|ref|NR_025773.1| Halomonas koreensis 
strain SS20 16S ribosomal RNA, partial sequence 4054980 4056378 Halomonas koreensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

478036 Bacteria_16S 28260 28221 43 82 gi|265679045|ref|NR_029353.1| Coenonia anatina 
strain 1502-91 16S ribosomal RNA, partial sequence 27210 28718 Coenonia anatina Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Coenonia. 

478036 Bacteria_16S 84144 84101 41 84 gi|265679007|ref|NR_029315.1| Anaerofilum agile 
strain F 16S ribosomal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

478036 Bacteria_16S 87171 87128 41 84 gi|265679005|ref|NR_029313.1| Anaerofilum 
pentosovorans strain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
pentosovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

478036 Bacteria_16S 88584 88545 43 82 gi|265679004|ref|NR_029312.1| Capnocytophaga 
haemolytica strain A 0404 16S ribosomal RNA, partial sequence 87607 88985 Capnocytophaga 
haemolytica Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Capnocytophaga. 
478036 Bacteria_16S 264259 264220 43 82 gi| 265678884 |ref|NR_029190.1| Psychroserpens 
burtonensis strain ACAM 188 16S ribosomal RNA, partial sequence 263191 264674 Psychroserpens 
burtonensis Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Psychroserpens. 
478036 Bacteria_16S 425543 425504 43 82 gi|265678771|ref|NR_029076.1| Formosa algae strain 
F89 16S ribosomal RNA, partial sequence 424476 425990 Formosa algae Bacteria; Bacteroidetes; 
Flavobacteria; Flavobacteriales; Flavobacteriaceae; Formosa. 

478036 Bacteria_16S 444075 444036 43 82 gi| 265678759 |ref|NR_029064.1| Croceibacter 
atlanticus strain HTCC2559 16S ribosomal RNA, partial sequence 443005 444493 Croceibacter 
atlanticus Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Croceibacter. 
478036 Bacteria_16S 488484 488405 5 84 gi| 265678726 |ref|NR_029031.1| Marinomonas 
ushuaiensis strain Ul 16S ribosomal RNA, partial sequence 487371 488866 Marinomonas ushuaiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 
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92 Psychroflexus 
cter 


iaceae; 
NR_027581.1 


acteriaceae 
NR_027568.1 
gicida OT-1 
NR_024893.1 


enibacter. 
NR_024848.1 


aceae; Prov 
NR_025597.1 


iaceae; Fla 
NR_025538.1 


Flavobacte 
NR_025487.1 
NR_025287.1 
llulophaga. 
NR_025263.1 
lgae Bacter 
NR_025239.1 
iales; Ecto 


NR_025229.1 


s; Flavobac 
NR_025202.1 


lavobacteri 
NR_025182.1 


NR_025092.1 


2335756 233710 
Rhodo 


rales; 


NR_025053.1 


2391886 239336 
Flavoba 


les; 
NR_025031.1 


2422553 242399 
Flavobact 


S; 
NR_025020.1 


Flavobacter 


iaceae; 


1 
xr 


i 
i 


fo} 


Psyc 


Cc 
i 


d 
i 


b 
Vv 


7 
r 


h 


i 


8 
t 


1 
t 


8 
a 


Flavobacterium 
Flavobacterium 
iaceae; Flavobacterium. 
Gelidibacter 
bacter mesophilus 
dibacter. 
Psychroflexus tropicus 
tropicus Bacteria; 


Samsonia erythrinae 


2 Samsonia erythrinae Bacteria; 
teri 


nia. 

Muricauda 

Muricauda 

teriaceae; Muricauda. 
Psychroflexus torquis 
torquis ATCC 700755 
hroflexus. 
Capnocytophaga 
ytophaga ochracea DSM 
Capnocytophaga. 

Kordia algicida strain 
Bacteria; Bacteroidetes; 


Arenibacter latericius 


00 Arenibacter latericius Bacteria; 
Ar 


Providencia stuartii 
encia stuartii Bacteria; 
dencia. 

Flavobacterium 
acterium frigoris 
obacterium. 
Flavobacterium 

7 Flavobacterium 
iaceae; Flavobacterium. 
Sneathia sanguinegens 
ia sanguinegens 


Cellulophaga fucicola 
fucicola Bacteria; 


Mesonia algae strain 
a; Bacteroidetes; 


Thioalkalispira 
9 Thioalkalispira 
hiorhodospiraceae; 


Tenacibaculum 

7 Tenacibaculum 
eriaceae; Tenacibaculum. 
Flavobacterium 

6 Flavobacterium 

ceae; Flavobacterium. 
Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Zobellia 

8 Zobellia 

cteriaceae; Zobellia. 
Aequorivita 

1 Aequorivita 
eriaceae; Aequorivita. 
Flavobacterium 


478036 Bacteria_ 


strain ILE-3 16S 
Synergistetes; S 


478036 Bacteria_ 
mediterranea stra 
mediterranea MMB- 
478036 Bacteria_ 


strain ACAM 81 1 
Bacteroidetes; 


478036 Bacteria_ 


strain KMM 3677 


Bacteroidetes; F 


478036 Bacteria_ 


strain KMM 3676 


Bacteroidetes; F 


478036 Bacteria_ 


strain KMM 3526 


Bacteroidetes; F 


478036 Bacteria_ 


holothuriorum st 
holothuriorum Ba 
Salegentibacter. 


478036 Bacteria_ 
troitsensis strai 


troitsensis Bact 


478036 Bacteria_ 


limicola strain 
Bacteria; Bacter 


478036 Bacteria_ 
amylolyticum strain MBIC4355 16S ribosomal RNA, partial 
amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Fl 
478036 Bacteria_ 
mesophilum strain MBIC1140 16S ribosomal RNA, partial s 
mesophilum Bacteria; Bacteroidetes; Flavobacteria; Flav 
478036 Bacteria_ 


japonicum strain 
japonicum Bacter 


478036 Bacteria_ 
multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 
multiglobuliferum Bacteria; Proteobacteria; Gammaproteo 
478036 Bacteria_ 


strain R91/1468 
Firmicutes; Lact 


478036 Bacteria_ 


sputigena strain 
sputigena ATCC 3 
Capnocytophaga. 


478036 Bacteria_ 


gingivalis strai 
gingivalis Bacte 


478036 Bacteria_ 


strain C8ST5 16S 
Bacteroidetes; F 


478036 Bacteria_ 


ovipneumoniae st 
ovipneumoniae Ba 


478036 Bacteria_ 


salegens strain 
salegens Bacteri 


478036 Bacteria_ 


strain KMM 6029 
Bacteroidetes; F 
478036 Bacteria 
strain KMM 6050 
Bacteroidetes; 


F 


478036 Bacteria_ 


strain KMM 6020 
Bacteroidetes; F 
478036 Bacteria 


Fl 


16S 2560692 2560649 41 84 

ribosomal RNA, partial sequence 
ynergistia; Synergistales; 

16S 2586806 2586727 5 

in MMB1 16S ribosomal RNA, 
1 Bacteria; Proteobacteria; 
16S 2632877 2632838 43 82 

6S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
16S 2684340 2684301 43 82 
1 
lavobacteria; Flavobacteriales; 
16S 2685782 2685743 43 82 gi 
16S ribosomal RNA, partial sequence 26 
lavobacteria; Flavobacteriales; 
16S 2687251 2687212 43 82 gi 
16S ribosomal RNA, partial sequence 26 
lavobacteria; Flavobacteriales; 
16S 2691738 2691699 43 82 


gi 


84 gi 


gi 


gi 


gi 
xr 
cteria; Bacteroidetes; Flavobacteria; 
16S 2738392 2738353 43 82 gi 
n KMM 3674 16S ribosomal RNA, partial 
eria; Bacteroidetes; Flavobacteria; 
16S 2742785 2742746 43 82 

Ss 
oidetes; Flavobacteria; 


16S 2811825 2811786 43 


gi 


82 gi 


16S 2813319 2813280 43 82 gi 


16S 2932600 2932521 5 84 gi 
ATCC 19191 16S ribosomal RNA, partial 
i 
16S 2935622 2935543 5 


84 gi 


16S 
1 
° 
16S 3605543 3605504 43 82 gi 
ATCC 33612 16S ribosomal RNA, partial 
612 Bacteria; Bacteroidetes; 


3600951 3600908 41 84 gi 


3 


16S 3607080 3607041 43 82 gi 
n 
ria; Bacteroidetes; Flavobacteria; 
16S 3702449 3702410 43 82 


ribosomal RNA, partial sequence 


gi 


Synergistace 


complete se 


Gammaprote 


Flavoba 


Flavoba 


Flavoba 


Flavoba 


ain KMM 3524 16S ribosomal RNA, partia 
F 


Fla 


T-82 16S ribosomal RNA, partial sequen 
Flavobacteriale 


a; Proteobacteria; Gammaproteobacteria 


Flavobact 


ATCC 33624 16S ribosomal RNA, partial 
Flav 


219857337 


2559665 25611 
Aminob 


ae; 
219857277 

quence 

obacteria; 
219857237 


2631843 26332 
eriaceae 


ct 
219857200 


6S ribosomal RNA, partial sequence 2683309 26847 
eriaceae 


ct 
219857199 
84767 26 
cteriac 
219857198 
86201 26 
cteriac 
219857195 
1 seque 
lavobac 


219857162 
sequence 

vobacte 
219857159 
ce 27417 
S; 
219857109 
sequence 


219857108 
equence 
ob 
219856835 
sequence 


219856833 
ar 
bacteria; 

219846506 


6S ribosomal RNA, partial sequence 3599877 36013 
bacillales; Carnobacteriaceae; Dolosig 


ranulum. 
219846503 
sequence 
eria; 


219846502 
sequence 
obacterial 
219846435 


3701387 37028 


861 
eae 


876 
eae 


nce 
ter 


ria 


Flavoba 


avobacteri 


acterial 


Oceanosp 


tial seq 


Flav 


ref |NR_024925.1| Aminobacterium mobile 

17 Aminobacterium mobile Bacteria; 

acterium. 

ref |NR_024908.1 
2585691 258722 

Oceanospirillales; Marinomonas. 

ref|NR_024865.1| Flavobacterium xanthum 

96 Flavobacterium xanthum Bacteria; 

; Flavobacterium. 

ref|NR_024828.1| Zobellia russellii 

16 Zobellia russellii Bacteria; 

; Zobellia. 

ref|NR_024827.1| Zobellia laminariae 

50 Zobellia laminariae Bacteria; 

; Zobellia. 

ref|NR_024826.1| Zobellia amurskyensis 

48 Zobellia amurskyensis Bacteria; 

; Zobellia. 

ref |NR_024823.1 
2690706 269211 

iales; Flavobact 


Marinomonas 
4 Marinomonas 


Salegentibacter 
7 Salegentibacter 
eriaceae; 


Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Flavobacterium 
acterium limicola 
obacterium. 
Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tenacibaculum 
6 Tenacibaculum 
aceae; Tenacibaculum. 
Pseudospirillum 
7 Pseudospirillum 
ospirillum. 
Oceanospirillum 
1 2935988 Oceanospirillum 
Oceanospirillales; Oceanospirillum. 
ref|NR_026098.1| Dolosigranulum pigrum 
99 Dolosigranulum pigrum Bacteria; 


ref|NR_024790.1 
2737379 273875 
les; Flavobacter 
ref |NR_024787.1 
27 2743201 Flavob 
cteriaceae; Flav 
ref |NR_024737.1 

2810779 281222 
ales; Flavobacte 
ref |NR_024736.1 

2812273 281371 
es; Flavobacteri 
ref|NR_024654.1 
2931509 293296 
irillales; Pseud 
ref |NR_024652.1 
uence 293453 


ref|NR_026095.1 
3604483 360597 
obacteriales; Fl 


Capnocytophaga 
1 Capnocytophaga 
avobacteriaceae; 


Capnocytophaga 

4 Capnocytophaga 
aceae; Capnocytophaga. 
Gelidibacter algens 
algens Bacteria; 


ref |NR_026094.1 

3606022 360747 
es; Flavobacteri 
ref |NR_026026.1 
64 Gelidibacter 


lavobacteria; Flavobacteriales; Flavobacteriaceae; Gelidibacter. 

16S 3751503 3751420 1 84 gi|219846398|ref|NR_025989.1| Mycoplasma 

rain Y-98 16S ribosomal RNA, partial sequence 3750418 3751892 Mycoplasma 

cteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

16S 3814922 3814883 43 82 gi|219846353|ref|NR_025944.1| Salegentibacter 

DSM 5424 16S ribosomal RNA, partial sequence 3813879 3815349 Salegentibacter 

a; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Salegentibacter. 
16S 3982296 3982257 43 82 gi|219846237|ref|NR_025827.1| Bizionia paragorgiae 
16S ribosomal RNA, partial sequence 3981260 3982684 Bizionia paragorgiae Bacteria; 
lavobacteria; Flavobacteriales; Flavobacteriaceae; Bizionia. 

16S 3986766 3986727 43 82 gi|219846234|ref|NR_025824.1| Gramella echinicola 
16S ribosomal RNA, partial sequence 3985718 3987155 Gramella echinicola Bacteria; 
lavobacteria; Flavobacteriales; Flavobacteriaceae; Gramella. 

16S 3988243 3988204 43 82 gi|219846233|ref|NR_025823.1| Aquimarina muelleri 


lavobacteria; Flavobacteriales; 
16S 3989721 3989682 43 82 


gi 


6S ribosomal RNA, partial sequence 3987206 39886 
Flavoba 


cteriaceae 
219846232 


32 Aquimarina muelleri Bacteria; 
; Aquimarina. 


ref|NR_025822.1| Gillisia mitskevichiae 


strain KMM 6034 16S ribosomal RNA, partial sequence 3988683 3990112 Gillisia mitskevichiae Bacteria; 


Bacteroidetes; F 


lavobacteria; Flavobacteriales; 


Flavobacteriaceae; 


Gillisia. 


478036 Bacteria_16S 


mishustinae strai 
mishustinae Bacte 


478036 Bacteria_16S 


strain KMM 3944 1 
Bacteroidetes; Fl 


478036 Bacteria_16S 


epiphytica strain 
epiphytica Bacter 


478036 Bacteria_16S 


thalassocola stra 
thalassocola Bact 
Winogradskyella. 


478036 Bacteria_16S 


strain KMM 3951 1 
Bacteroidetes; Fl 


478036 Bacteria_16S 


strain KMM 3949 1 
Bacteroidetes; Fl 


478036 Bacteria_16S 


strain KMM 3947 1 
Bacteroidetes; Fl 


478036 Bacteria_16S 


sedimenticola str 
sedimenticola Bac 


478036 Bacteria_16S 


strain KMM 3941 1 
Bacteroidetes; Fl 


478036 Bacteria_16S 


strain KMM 3912 1 
Bacteroidetes; Fl 


478036 Bacteria_16S 


strain KMM 3902 1 
Bacteroidetes; Fl 


478036 Bacteria_16S 


strain Y12-2 16S 
Bacteroidetes; Fl 


478036 Bacteria_16S 


strain SwW49 16S r 
Bacteroidetes; Fl 


478036 Bacteria_16S 


methylohalidivora 
methylohalidivora 
Leisingera. 


478036 Bacteria_16S 


strain S-16 16S r 
Tenericutes; Moll 


478036 Bacteria_16S 


strain ATCC 23392 
Tenericutes; Moll 


478036 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


478036 Bacteria_16S 


ammonificans stra 
ammonificans Bact 


478036 Bacteria_16S 


strain S-743 16S 
Tenericutes; Moll 


strain NCTC 13004 
Bacteria; Proteob 


478036 Bacteria_16S 


strain ME102 16S 


Proteobacteria; G 


478036 Bacteria_16S 


strain 105 16S ri 
Tenericutes; Moll 


3992708 3992669 43 82 gi 
n KMM 6049 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
4013696 4013657 43 82 gi 


se 
VO. 


avobacteria; Flavobacteriales; Flavobact 
4015176 4015137 43 82 gi 
KMM 3906 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
4016655 4016616 43 82 gi 
in KMM 3907 16S ribosomal RNA, partial 


eria; Bacteroidetes; Flavobacteria; Fl 


eq 
ob 


s 
av 
4087986 4087947 43 


82 gi 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4089477 4089438 43 82 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4090966 4090927 43 82 
avobacteria; Flavobacteriales; Flavobact 
4092462 4092423 43 82 gi 
ain KMM 3903 16S ribosomal RNA, partia 
teria; Bacteroidetes; Flavobacteria; F 
4093943 4093904 43 82 gi 


1 
la 


Flavobact 


gi 


avobacteria; Flavobacteriales; 
4114976 4114937 43 82 


6S ribosomal RNA, partial sequence 4086933 40 


6S ribosomal RNA, partial sequence 4088431 40 


6S ribosomal RNA, partial sequence 4089922 40 


6S ribosomal RNA, partial sequence 4092900 40 


6S ribosomal RNA, partial sequence 4113936 41 


219846230 


quence 


219846213 


uence 


equence 


219846161 

883 
eae 
219846160 

898 
eae 
219846159 


eriac 


eriac 


913 
eriac 


seque 
vobac 


943 
eriac 


153 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
279399 279317 2 84 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
288409 288339 14 84 gi 
16S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
408552 408488 1 67 gi 
in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 
780876 780834 42 84 gi 
ribosomal RNA, partial sequence 


ue 
ob 


478036 Bacteria_16S 


273748 27524 


265678874 


27832 


265678868 


28734 


265678783 


nce 
acteriac 


265678525 
779845 78130 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
478036 Bacteria_16S 


phocicerebrale strain 1049 16S ribosomal RNA, partial sequence 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


bacteria 
219846214 
6S ribosomal RNA, partial sequence 4012648 40140 
eriaceae; 


acterial 
219846212 


obacteri 


eae 
219846158 
nce 
ter 
219846157 


eae 
219846141 


NR_025820.1 


el Salegentibacter 
3991660 399309 


7 Salegentibacter 

les; Flavobacteriaceae; Salegentibacter. 

ref|NR_025804.1| Winogradskyella eximia 

79 Winogradskyella eximia Bacteria; 

; Winogradskyella 

ref|NR_025803.1 
4014130 401555 

es; Flavobacteri 

ref|NR_025802.1 
4015607 401703 

ales; Flavobacte 


Winodgradskyella 

6 Winodgradskyella 

aceae; Winogradskyella. 
Winogradskyella 

5 Winogradskyella 

riaceae; 


, 


ref|NR_025751.1| Maribacter ulvicola 
80 Maribacter ulvicola Bacteria; 

; Maribacter. 
ref|NR_025750.1| Maribacter aquivivus 
71 Maribacter aquivivus Bacteria; 

; Maribacter. 
ref|NR_025749.1| Maribacter orientalis 
60 Maribacter orientalis Bacteria; 

; Maribacter. 
ref|NR_025748.1 
4091411 409284 
iales; Flavobacteriaceae; Maribacter. 
ref|NR_025747.1| Arenibacter certesii 
37 Arenibacter certesii Bacteria; 

; Arenibacter. 
ref|NR_025731.1| Ulvibacter litoralis 
54 Ulvibacter litoralis Bacteria; 


Maribacter 
9 Maribacter 


avobacteria; Flavobacteriales; Flavobacteriaceae; Ulvibacter. 

4162681 4162642 43 82 gi|219846106|ref|NR_025696.1| Algibacter lectus 
6S ribosomal RNA, partial sequence 4161641 4163067 Algibacter lectus Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Algibacter. 

4226479 4226440 43 82 gi|219846051|ref|NR_025641.1| Aequorivita crocea 
ribosomal RNA, partial sequence 4225434 4226855 Aequorivita crocea Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

4229423 4229384 43 82 gi|219846049|ref|NR_025639.1| Aequorivita antarctica 
ibosomal RNA, partial sequence 4228378 4229799 Aequorivita antarctica Bacteria; 
avobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

4232514 42324311 84 gi| 219846047 |ref|NR_025637.1| Leisingera 
ns strain MB2 16S ribosomal RNA, partial sequence 4231451 4232881 Leisingera 
ns Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

274850 274768 2 84 gi| 265678877 |ref|NR_029183.1| Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


ref|NR_029180.1 
1 279763 Mycopl 


Mycoplasma gateae 
asma gateae Bacteria; 


ref|NR_029174.1 
1 288773 Mycopl 


Mycoplasma felis 
asma felis Bacteria; 


ref|NR_029088.1 
407444 408915 
eae; Thermovibri 
ref |NR_028829.1 
7 Acholeplasma 
eplasma. 


Thermovibrio 
Thermovibrio 

O« 

Acholeplasma axanthum 
axanthum Bacteria; 


972185 972115 14 84 gi| 265678396 |ref|NR_028698.1| Campylobacter lanienae 
16S ribosomal RNA, partial sequence 971100 972566 Campylobacter lanienae 

acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 

1862368 1862298 14 84 gi|219878293|ref|NR_025432.1| Oleiphilus messinensis 
ribosomal RNA, partial sequence 1861284 1862720 Oleiphilus messinensis Bacteria; 
ammaproteobacteria; Oceanospirillales; Oleiphilaceae; Oleiphilus. 

2279516 2279434 2 84 gi|219857547|ref|NR_025135.1| Mycoplasma phocidae 
bosomal RNA, partial sequence 2278443 2279908 Mycoplasma phocidae Bacteria; 
icutes; Mycoplasmataceae; Mycoplasma. 

2282538 2282456 2 84 gi| 219857545 |ref|NR_025133.1| Mycoplasma 


2281465 2282930 Mycoplasma 


478036 Bacteria_16S 


strain 3T 16S rib 
Tenericutes; Moll 


478036 Bacteria_16S 


strain DC333 16S 
Tenericutes; Moll 


478036 Bacteria_16S 


strain PG13 16S r 
Tenericutes; Moll 


478036 Bacteria_16S 


strain CH20247 16 
Tenericutes; Moll 


478036 Bacteria_16S 


strain M432/72 16 
Tenericutes; Moll 


478036 Bacteria_16S 


strain 1219 16S r 
Tenericutes; Moll 


478036 Bacteria_16S 


hyointestinalis s 


Campylobacter hyointestinalis subsp. 


Campylobacterales 


478036 Bacteria_16S 


strain M663-98-1 
Firmicutes; Bacil 


478036 Bacteria_16S 


strain N2 16S rib 
Proteobacteria; A 


478036 Bacteria_16S 


strain Nl 16S rib 
Proteobacteria; A 


478036 Bacteria_16S 


arcticus strain 2 
Bacteria; Proteob 


478036 Bacteria_16S 


strain UIA 16S ri 
Tenericutes; Moll 


478036 Bacteria_16S 


strain 275c 16S r 
Tenericutes; Moll 


2477892 2477810 2 

osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2482383 2482301 2 84 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2486925 2486843 2 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2488438 2488356 2 84 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2489951 2489869 2 84 gi 
S ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2491462 2491380 2 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2526258 2526188 14 84 gi 
lawsonii strain CHY5 16S ribosom 


84 gi 


ubsp. 


; Campylobacteraceae; 


3067677 3067607 14 


Campylobacter. 
84 gi 


lales; Bacillales Family XI. Incertae 
3108104 3108062 42 84 gi 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3109596 3109534 14 76 gi 
osomal RNA, complete sequence 
lphaproteobacteria; Rhodobacterales; R 
3682867 3682825 42 84 gi 
38 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhodobac 
3690469 3690387 2 84 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3753016 3752934 2 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


478036 Bacteria_16S 


strain PG51 16S r 
Tenericutes; Moll 


478036 Bacteria_16S 


leopharyngis stra 
Bacteria; Teneric 


478036 Bacteria_16S 


leonicaptivi stra 
Bacteria; Teneric 


478036 Bacteria_16S 


thermobenzoicum s 


3759064 3758982 2 84 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

3783217 3783135 2 84 gi 
in LL2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 
3784686 3784616 14 84 gi 
in 3L2 16S ribosomal RNA, partial sequ 
utes; Mollicutes; Mycoplasmataceae; My 


2476824 24782 


2481316 24827 


2485849 24873 


2487368 24888 


2488881 24903 


2490394 24918 


16S ribosomal RNA, partial sequence 3066573 30679 


3107102 31085 


3108566 31099 


3689398 36908 


3751943 37534 


3757993 37594 


219857398 


219857395 


219857392 


219857391 


219857390 


219857389 


219857360 
al RNA, pa 


219846877 


Sedis; Gem 
219846850 


hodobacter 
219846849 


hodobacter 
219846449 
36818 
terales; R 
219846444 


219846397 


219846393 


219846375 
ence 37821 
coplasma. 
219846374 
ence 37836 
coplasma. 


4231009 4230936 12 84 gi 
ubsp. thermosyntrophicum strain TPO 16 


219846048 
S ribosoma 


ref|NR_024986.1| Mycoplasma indiense 
44 Mycoplasma indiense Bacteria; 


ref|NR_024983.1| Mycoplasma faucium 
74 Mycoplasma faucium Bacteria; 


ref|NR_024980.1| Mycoplasma spumans 
17 Mycoplasma spumans Bacteria; 


ref|NR_024979.1] Mycoplasma buccale 
30 Mycoplasma buccale Bacteria; 


ref|NR_024978.1| Mycoplasma equirhinis 
43 Mycoplasma equirhinis Bacteria; 


ref|NR_024977.1| Mycoplasma anseris 
54 Mycoplasma anseris Bacteria; 


ref 
rtia 


NR_024948.1 
1 sequence 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


ref|NR_026469.1| Gemella palaticanis 
47 Gemella palaticanis Bacteria; 
ella. 
ref|NR_026442.1| Rhodovulum robiginosum 
15 Rhodovulum robiginosum Bacteria; 
aceae; Rhodovulum. 

ref|NR_026441.1| Rhodovulum iodosum 

80 Rhodovulum iodosum Bacteria; 

aceae; Rhodovulum. 

ref|NR_026040.1| Octadecabacter 

64 3683252 Octadecabacter arcticus 
hodobacteraceae; Octadecabacter. 
ref|NR_026035.1| Mycoplasma auris 
58 Mycoplasma auris Bacteria; 


ref|NR_025988.1|] Mycoplasma canadense 
08 Mycoplasma canadense Bacteria; 


ref|NR_025984.1|] Mycoplasma alkalescens 
56 Mycoplasma alkalescens Bacteria; 


ref|NR_025966.1 
35 3783570 Mycopl 


Mycoplasma 
asma leopharyngis 


Mycoplasma 
asma leonicaptivi 


ref|NR_025965.1 
21 3785045 Mycopl 


Desulfotomaculum 
equence 4229850 4231400 


ref 
1 RN 


NR_025638.1 
A, partial s 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 


478036 Bacteria_16S 


strain 513A 16S r 
Spirochaetes; Spi 


478036 Bacteria_16S 


strain SH 106 16S 
Planctomycetes; P 


478036 Bacteria_16S 


J18 16S ribosomal 
Actinobacteridae; 


478036 Bacteria_16S 


barnesii strain S 
Bacteria; Proteob 


478036 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


478036 Bacteria_16S 


ptococcaceae; Desulfotomaculum. 

12994 12953 41 82 gi| 265679055 
ibosomal RNA, partial sequence 11961 13410 
rochaetales; Brachyspiraceae; Brachyspira. 

217093 217056 47 84 gi| 265678918 

ribosomal RNA, partial sequence 216053 21755 
lanctomycetacia; Planctomycetales; Planctomyceta 

466938 466901 47 84 gi| 265678740 

RNA, partial sequence 465880 467346 Rothi 
Actinomycetales; Micrococcineae; Micrococcaceae 

981183 981127 14 71 gi| 265678390 
ES-3 16S ribosomal RNA, partial sequence 98009 
acteria; Epsilonproteobacteria; Campylobacterale 

3824193 38241101 84 gi| 219846347 
strain 536 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; P 

14562 14498 12 76 gi| 265679054 


ref |NR_029363.1| Brachyspira aalborgi 
Brachyspira aalborgi Bacteria; 
ref|NR_029226.1| Blastopirellula marina 


5 Blastopirellula marina Bacteria; 
ceae; Blastopirellula. 
ref|NR_029045.1| Rothia amarae strain 
a amarae Bacteria; Actinobacteria; 
; Rothia. 
ref |NR_028692.1 
9 981569 Sulfur 
s; Campylobacter 
ref|NR_025938.1 
3823071 382454 
asteurellales; P 


Sulfurospirillum 
ospirillum barnesii 
aceae; Sulfurospirillum. 

Haemophilus 
7 Haemophilus 
asteurellaceae; 


subsp. tularensis strain B-38 16S ribosomal RNA, partial sequence 
subsp. tularensis Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Francisellaceae; 


Francisella. 


Francisella tularensis 
Francisella tularensis 


ref|NR_029362.1 
13461 14981 


478036 Bacteria_16S 
strain 40 16S rib 
Proteobacteria; G 
478036 Bacteria_16S 
xiligouense strai 
xiligouense Bacte 
Promicromonospora 
478036 Bacteria_16S 
strain G-16.1 16S 


osomal RNA, partial 
ammaproteobacteria; 


214135 214056 5 


389955 389915 42 


Myceligenerans. 
491615 491539 8 


84 


sequence 
Oceanospirillales; 


82 


84 


ribosomal RNA, partial sequence 


n XLG9A10.2 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
ceae; 


gi|265678920|ref|NR_029228.1| Marinomonas vaga 

213019 214484 Marinomonas vaga Bacteria; 
Marinomonas. 

gi|265678795|ref|NR_029100.1| Myceligenerans 
sequence 388894 390431 Myceligenerans 
Actinomycetales; Micrococcineae; 

gi|265678724|ref|NR_029029.1| Halomonas organivorans 

490502 491973 Halomonas organivorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

478036 Bacteria_16S 849569 849485 1 84 gi|265678480|ref|NR_028783.1| Klebsiella 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 

478036 Bacteria_16S 2391434 2391358 8 84 gi|219857466|ref|NR_025054.1| Halomonas alimentaria 
strain YKJ-16 16S ribosomal RNA, partial sequence 2390343 2391835 Halomonas alimentaria Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

478036 Bacteria_16S 3892744 3892672 12 84 gi|219846300|ref|NR_025890.1| Halomonas 
halodenitrificans strain DSM 735 16S ribosomal RNA, complete sequence 3891636 3893166 Halomonas 
halodenitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 
Halomonas. 

478036 Bacteria_16S 2608408 2608329 5 84 gi|219857263|ref|NR_024894.1| Neptunomonas 
naphthovorans strain NAG-2N-126 16S ribosomal RNA, partial sequence 2607312 2608777 Neptunomonas 
naphthovorans Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Neptunomonas. 

478036 Bacteria_16S 2934114 29340355 84 gi| 219856834 |ref|NR_024653.1| Marinobacterium 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

478036 Bacteria_16S 3843754 3843715 43 82 gi|219846333|ref|NR_025923.1| Flavobacterium 
hibernum strain ATCC 51468 16S ribosomal RNA, partial sequence 3842717 3844177 Flavobacterium 
hibernum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
478036 Bacteria_16S 4227951 4227912 43 82 gi|219846050|ref|NR_025640.1| Aequorivita lipolytica 
strain Y10-2 16S ribosomal RNA, partial sequence 4226906 4228327 Aequorivita lipolytica Bacteria; 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Aequorivita. 

478036 Bacteria_16S 466991 466941 14 64 gi|265678740|ref|NR_029045.1| Rothia amarae strain 
J18 16S ribosomal RNA, partial sequence 465880 467346 Rothia amarae Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

478036 Bacteria_16S 814641 814599 42 84 gi|265678503|ref|NR_028806.1| Thioalkalimicrobium 
cyclicum strain ALM1 16S ribosomal RNA, partial sequence 813559 815058 Thioalkalimicrobium cyclicum 
Bacteria; Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thioalkalimicrobium. 
478036 Bacteria_16S 1734650 1734620 54 84 gi|219878385|ref|NR_025524.1| Pseudobutyrivibrio 
xylanivorans strain Mz 5 16S ribosomal RNA, partial sequence 1733638 1735079 Pseudobutyrivibrio 
xylanivorans Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Pseudobutyrivibrio. 
478036 Bacteria_16S 3527513 3527483 54 84 gi|219846558|ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

478036 Bacteria_16S 3786171 3786089 2 84 gi|219846373|ref|NR_025964.1| Mycoplasma simbae 


strain LX 16S rib 
Tenericutes; Moll 


478036 Bacteria_16S 1902204 1902175 54 83 gi|219878262|ref|NR_025401.1 
suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 190257 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Actinomycetaceae; Actinomyces. 

478036 Bacteria_16S 3706961 3706899 14 76 gi|219846432|ref|NR_026023.1 
debontii strain FC3 16S ribosomal RNA, partial sequence 3705870 3707337 Prosth 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiac 
478036 Bacteria_16S 746436 746413 54 77 gi| 265678549 |ref|NR_028853.1 
strain 4N13 16S ribosomal RNA, partial sequence 745469 746793 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
478036 Bacteria_16S 747811 747788 54 77 gi| 265678548 |ref|NR_028852.1 
strain 9A01 16S ribosomal RNA, partial sequence 746844 748168 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
478036 Bacteria_16S 749186 749163 54 77 gi| 265678547 |ref|NR_028851.1 
strain 4B02 16S ribosomal RNA, partial sequence 748219 749543 Acinetobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
478036 Bacteria_16S 1011982 10119045 84 gi|265678370|ref|NR_028672.1 
strain SB2B 16S ribosomal RNA, partial sequence 1010904 10123 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
478036 Fungi_16S 1087 1010 7 84 gi|265678352|ref|NR_028654.1 


osomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


3785096 37865 


strain IFM 10035 16S ribosomal RNA, partial sequence 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


1514 


26 Mycoplasma simbae Bacteria; 


Actinomyces 
5 Actinomyces 
mycineae; 


Prosthecobacter 
ecobacter debontii 

eae; Prosthecobacter. 
Acinetobacter tandoii 
tandoii Bacteria; 

ser 

Acinetobacter gerneri 
gerneri Bacteria; 

ae 

Acinetobacter bouvetii 
bouvetii Bacteria; 

vs 

Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


478036 Fungi_16S 
strain IFM 078 

Actinobacteria; 
478036 Fungi_16S 
strain IFM 057 

Actinobacteria; 
478036 Fungi_16S 
strain IFM 100 

Actinobacteria; 
478036 Fungi_16S 
strain IFM 024 

Actinobacteria; 
478036 Fungi_16S 7243 7173 
strain YZ-96 16S ribosomal RNA, partial 
Actinobacteria; 
478036 Fungi_16S 
strain IFM 100 

Actinobacteria; 
478036 Fungi_16S 


2596 2519 7 


4134 4057 7 


5694 5617 7 


8752 8675 7 


14 


10231 10161 14 


11712 11642 14 


yamanashiensis strain IFM 0265 16S ribosomal RNA, parti 
yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Nocardia. 
478036 Archaea_16S 24734 
arsenaticum stra 
Archaea; Crenarc 
478036 Archaea_16S 
indicus strain § 
Archaea; Euryarc 
478036 Archaea_16S 
vulcanius strain 
Archaea; Euryarc 
478036 Archaea_16S 
formicicus strai 
formicicus Archa 
478036 Archaea_16S 
strain Kin4-I 16 
Crenarchaeota; T 
478036 Archaea_16S 
strain LPC33 16S 
Crenarchaeota; T 
478036 Archaea_16S 
hellenicus strai 
Archaea; Crenarc 
478036 Archaea_16S 
strain IC-059 16 
Crenarchaeota; T 
478036 Archaea_16S 211383 211348 43 
strain PL-19 16S ribosomal RNA, 
Crenarchaeota; T 
478036 Archaea_16S 
acidophilum 122- 
Archaea; Euryarchaeota; 
478036 Archaea_16S 
cupricumulans BH 
Archaea; Euryarchaeota; Thermoplasmata; 
478036 Archaea_16S 147212 147180 50 
GSS1 16S ribosomal RNA, partial sequence 
Euryarchaeota; Thermoplasmata; Thermopla 
478036 Archaea_16S 150221 150189 50 
acidiphilum Y 16S ribosomal RNA, partial 
Euryarchaeota; Thermoplasmata; Thermopla 
478036 Archaea_16S 209834 209802 50 
strain KAW2/2 16S ribosomal RNA, 
Euryarchaeota; Thermoplasmata; 
478036 Archaea_16S 4038 
strain Hvv3, DSM 
Crenarchaeota; T 
478036 Archaea_16S 
sulfidifaciens s 
sulfidifaciens Archaea; Euryarchaeota; 
478036 Archaea_16S 6975 6943 46 
strain 7-3 16S ribosomal RNA, partial se 
Euryarchaeota; Halobacteria; Halobacteri 


24699 43 


28996 28960 46 


34826 34790 46 


36287 36251 46 


21817 21782 43 


26205 26170 43 
ribosomal RNA, partial 


27615 27580 43 


37730 37695 43 


85611 85579 50 


Thermoplasmata; 
114372 114340 50 


Thermopla 


4003 43 


5526 5494 46 


Actinobacteridae; Actinomycetales; 


S ribosomal RNA, partial sequence 
hermoprotei; Desulfurococcales; Desulfu 


S ribosomal RNA, partial sequence 
hermoprotei; Thermoproteales; Thermopro 


complete sequence 
hermoprotei; Desulfurococcales; Pyrodic 


complete sequence 


ales; 


4 16S ribosomal RNA, partial sequence 1564 
Actinobacteridae; Actinomycetales; Cory 


5 16S ribosomal RNA, partial sequence 3067 
Actinobacteridae; Actinomycetales; Cory 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


5 16S ribosomal RNA, partial sequence 7721 
Actinobacteridae; Actinomycetales; Cory 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


in PZ6 16S ribosomal RNA, partial seque 
haeota; Thermoprotei; Thermoproteales; 


L43 16S ribosomal RNA, partial sequence 
haeota; Methanococci; Methanococcales; 


M7 16S ribosomal RNA, partial sequence 
haeota; Methanococci; Methanococcales; 


n Mc-S-70 16S ribosomal RNA, partial se 
ea; Euryarchaeota; Methanococci; Methan 


hermoprotei; Desulfurococcales; Desulfu 


n P8 16S ribosomal RNA, partial sequenc 
haeota; Thermoprotei; Desulfurococcales 


1B2 16S ribosomal RNA, partial sequence 


2 16S ribosomal RNA, partial sequence 


2475 16S ribosomal RNA, partial sequen 
hermoprotei; Thermoproteales; Thermofil 


train AD2 16S ribosomal RNA, partial se 


Halobacteriaceae; Natronorubrum. 


84 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
3016 Nocardia pneumoniae Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 

84 gi|265678350|ref|NR_028652.1| Nocardia araoensis 

4565 Nocardia araoensis Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 

84 gi|265678349|ref|NR_028651.1| Nocardia higoensis 

6112 Nocardia higoensis Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 

84 gi|265678342|ref|NR_028644.1| Nocardia asiatica 

9123 Nocardia asiatica Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 

84 gi|265678348|ref|NR_028650.1| Nocardia shimofusensis 

sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Corynebacterineae; Nocardiaceae; Nocardia. 

84 gi|219857197|ref|NR_024825.1| Nocardia sienata 
10588 Nocardia sienata Bacteria; 
nebacterineae; Nocardiaceae; Nocardia. 

84 gi|219857175|ref|NR_024803.1| Nocardia 
al sequence 10639 12137 Nocardia 
ae; Actinomycetales; Corynebacterineae; 

78 gi|265678616|ref|NR_028921.1| Pyrobaculum 
nce 23761 25140 Pyrobaculum arsenaticum 
Thermoproteaceae; Pyrobaculum. 

82 gi| 265678557 |ref|NR_028861.1| Methanocaldococcus 

27994 29402 Methanocaldococcus indicus 
Methanocaldococcaceae; Methanocaldococcus. 
82 gi|265678399|ref|NR_028701.1| Methanocaldococcus 
33808 35231 Methanocaldococcus vulcanius 
Methanocaldococcaceae; Methanocaldococcus. 

82 gi|265678344|ref|NR_028646.1| Methanotorris 
quence 35282 36655 Methanotorris 
ococcales; Methanocaldococcaceae; Methanotorris. 

78 gi|265678650|ref|NR_028955.1| Ignicoccus hospitalis 

20779 22160 Ignicoccus hospitalis Archaea; 
rococcaceae; Ignicoccus. 

78 gi|265678611|ref|NR_028916.1| Ignicoccus pacificus 

sequence 25191 26521 Ignicoccus pacificus Archaea; 
rococcaceae; Ignicoccus. 

78 gi|265678572|ref|NR_028877.1| Staphylothermus 
e 26572 27943 Staphylothermus hellenicus 
; Desulfurococcaceae; Staphylothermus. 

78 gi|265678326|ref|NR_028628.1| Vulcanisaeta souniana 

36706 38182 Vulcanisaeta souniana Archaea; 
teaceae; Vulcanisaeta. 

78 gi|219846343|ref|NR_025933.1| Pyrodictium occultum 

210342 211838 Pyrodictium occultum Archaea; 
tiaceae; Pyrodictium. 

82 gi|254971317|ref|NR_028235.1| Thermoplasma 

84597 86067 Thermoplasma acidophilum 
Thermoplasmatales; Thermoplasmataceae; Thermoplasma. 
82 gi|254971292|ref|NR_028210.1| Ferroplasma 
113360 114804 Ferroplasma cupricumulans 
Thermoplasmatales; Ferroplasmaceae; Ferroplasma. 

82 gi|254971267|ref|NR_028185.1| Thermoplasma volcanium 

146236 147646 Thermoplasma volcanium Archaea; 

smatales; Thermoplasmataceae; Thermoplasma. 

82 gi|254971265|ref|NR_028183.1| Ferroplasma 

sequence 149200 150652 Ferroplasma acidiphilum Archaea; 
smatales; Ferroplasmaceae; Ferroplasma. 

82 gi|219846654|ref|NR_026246.1| Picrophilus oshimae 

208822 210291 Picrophilus oshimae Archaea; 
smatales; Picrophilaceae; Picrophilus. 

78 gi|265678906|ref|NR_029214.1| Thermofilum pendens 
ce 2983 4491 Thermofilum pendens Archaea; 
aceae; Thermofilum. 

78 gi| 265678837 |ref|NR_029142.1| Natronorubrum 
quence 4542 5942 Natronorubrum 

Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

78 gi| 265678836 |ref|NR_029141.1| Natronorubrum aibiense 

quence 5993 7388 Natronorubrum aibiense Archaea; 


478036 Archaea_16S 


strain Nankai-3 


Euryarchaeota; M 
478036 Archaea_16S 
strain Bl 16S ri 
Euryarchaeota; H 
478036 Archaea_16S 
helgesonii strai 
Euryarc 
478036 Archaea_16S 
strain P5 16S ri 
Euryarchaeota; T 
478036 Archaea_16S 


Archaea; 


strain JA-1 16S 


Euryarchaeota; T 
478036 Archaea_16S 
strain AL585 16S 
Euryarchaeota; T 
478036 Archaea_16S 
Al-5 16S ribosomal RNA, partial sequence 
Ha 
478036 Archaea_16S 
BD-3 16S ribosomal RNA, partial sequence 
Euryarchaeota; H 
478036 Archaea_16S 
denitrificans S1 
Euryarchaeota; H 
478036 Archaea_16S 
172P1 16S riboso 
Ha 
478036 Archaea_16S 
Ma-2.38 16S ribo 
Ha 
478036 Archaea_16S 
alkaliphilum Dz- 
Euryarc 
478036 Archaea_16S 
qingdaonensis CM 
Euryarc 
478036 Archaea_16S 
SP4 16S ribosoma 
Euryarchaeota; H 
478036 Archaea_16S 
A33 16S ribosoma 
Euryarchaeota; H 
478036 Archaea_16S 
guaymasensis TYS 
Euryarchaeota; T 
478036 Archaea_16S 


Halobacteria; 


Halobacteria; 


Halobacteria; 


Archaea; 


Archaea; 


defluvii ADZ 16S 


Euryarchaeota; M 
478036 Archaea_16S 
lacusprofundi AT 
lacusprofundi AT 


Halorubrum. 


478036 Archaea_16S 


thermautotrophic 
thermautotrophic 
Methanothermobac 


Halobacteria; Ha 


478036 Archaea_16S 
tebenquichense ALT-6 16S ribosomal RNA, partial sequence 
haeota; 
478036 Archaea_16S 


Archaea; Euryarc 


californiense SF 
Archaea; Euryarc 


Halobacteria; 


ethanococci; 


hermococci; 


hermococci; 


alobacteria; 


alobacteria; 


alobacteria; 


us Archaea; 
ter. 
478036 Archaea_16S 

TR-1 16S ribosomal RNA, partial sequence 


8430 8394 46 82 gi 
16S ribosomal RNA, partial sequence 7439 
Methanococcales; 


Thermococcales; 
20297 20265 46 78 

ribosomal RNA, partial sequence 
Thermococcales; 


gi 


Halobacteriales; 
43789 43757 46 78 gi 
16S ribosomal RNA, partial sequence 42769 
Halobacteriales; 


45308 45276 46 78 gi| 254971296 
mal RNA, partial sequence 44288 45756 Natri 
lobacteriales; Halobacteriaceae; Natrialba. 

46828 46796 46 78 gi| 254971295 
somal RNA, partial sequence 45807 47276 Halof 
lobacteriales; Halobacteriaceae; Haloferax. 

49871 49839 46 78 gi| 254971288 
1 16S ribosomal RNA, partial sequence 48850 
haeota; Halobacteria; Halobacteriales; Halobacter 

52859 52827 46 78 gi| 254971282 
5 16S ribosomal RNA, partial sequence 51837 
haeota; Halobacteria; Halobacteriales; Halobacter 

57346 57314 46 78 gi| 254971337 
1 RNA, partial sequence 56331 57794 Natro 


Halobacteriales; 


87139 87107 46 78 gi| 254971316 
86118 87589 Haloa 

lobacteriales; Halobacteriaceae; Haloarcula. 
88660 88628 46 78 gi|254971314 


Halobacteria; 
90181 90149 


Halobacteriales; 
46 78 gi 


3-213 16S ribosomal RNA, partial sequence 
haeota; 
478036 Archaea_16S 

Fa-1 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Halobacteria; 
91666 91634 


Halobacteriales; 
46 78 gi 
90646 92115 
Halobacteriaceae; 


265678835 


Methanococcaceae; 


Thermococcaceae; 


Euryarchaeota; Methanobacteria; Metha 


Halobacter 
254971313 


Halobacter 
254971312 


Halorubrum. 


8832 


Pyrococcus. 
265678748 
19321 

Thermococcaceae; 


20728 


Pyrococcus. 


Halobacteriaceae; Haloarcula. 
254971297 


44237 


Halobacteriaceae; Haloferax. 


Halobacteriaceae; Natronococcus. 


87640 


89160 


Methanococcus. 


ref|NR_029140.1 
Methanococcus 


Methanococcus aeolicus 
aeolicus Archaea; 


11448 11416 46 78 gi|265678819|ref|NR_029124.1| Natrialba taiwanensis 
bosomal RNA, partial sequence 10428 11897 Natrialba taiwanensis Archaea; 
alobacteria; Halobacteriales; Halobacteriaceae; Natrialba. 

15809 15777 46 78 gi|265678754|ref|NR_029059.1| Palaeococcus 
n PI1 16S ribosomal RNA, partial sequence 14826 16263 Palaeococcus helgesonii 
haeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

17340 17308 46 78 gi|265678750|ref|NR_029055.1| Thermococcus aegaeus 
bosomal RNA, partial sequence 16314 17766 Thermococcus aegaeus Archaea; 
hermococci; Thermococcales; Thermococcaceae; Thermococcus. 

18836 18804 46 73 gi| 265678749 |ref|NR_029054.1| Pyrococcus horikoshii 
ribosomal RNA, partial sequence 17817 19270 Pyrococcus horikoshii Archaea; 


ref|NR_029053.1] Pyrococcus glycovorans 
Pyrococcus glycovorans Archaea; 


40804 40772 46 78 gi|254971315|ref|NR_028233.1| Halomicrobium katesii 
39778 41196 Halomicrobium katesii Archaea; Euryarchaeota; 
lobacteriales; Halobacteriaceae; Halomicrobium. 
42268 42236 46 78 gi|254971311|ref|NR_028229.1| Haloarcula amylolytica 
41247 42718 Haloarcula amylolytica Archaea; 


ref|NR_028215.1] Haloferax 
Haloferax denitrificans Archaea; 


ref 
alba 


NR_028214.1| Natrialba asiatica 
asiatica Archaea; Euryarchaeota; 


ref 
erax 


NR_028213.1 
gibbonsii 


Haloferax gibbonsii 
Archaea; Euryarchaeota; 


ref|NR_028206.1| Halorubrum 

50320 Halorubrum alkaliphilum 
iaceae; Halorubrum. 
ref|NR_028200.1] Halococcus 

53312 Halococcus qingdaonensis 
iaceae; Halococcus. 
ref|NR_028255.1| Natronococcus occultus 
nococcus occultus Archaea; 


61828 61796 46 78 gi|254971334|ref|NR_028252.1| Natronorubrum bangense 
1 RNA, partial sequence 60806 62280 Natronorubrum bangense Archaea; 
alobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 
63333 63301 46 78 gi|254971333|ref|NR_028251.1| Thermococcus 
16S ribosomal RNA, partial sequence 62331 63629 Thermococcus guaymasensis Archaea; 
hermococci; Thermococcales; Thermococcaceae; Thermococcus. 
67677 67645 46 78 gi|254971330|ref|NR_028248.1| Methanothermobacter 
ribosomal RNA, partial sequence 66666 68110 Methanothermobacter defluvii Archaea; 
ethanobacteria; Methanobacteriales; Methanobacteriaceae; Methanothermobacter. 
73655 73623 46 78 gi|254971326|ref|NR_028244.1| Halorubrum 
CC 49239 16S ribosomal RNA, partial sequence 72635 74098 Halorubrum 
Cc 49239 Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; 
76695 76663 46 78 gi|254971323|ref|NR_028241.1| Methanothermobacter 
us Marburg 16S ribosomal RNA, partial sequence 75671 77152 Methanothermobacter 


nobacteriales; Methanobacteriaceae; 


ref |NR_028234.1 
rcula japonica 


Haloarcula japonica 
Archaea; Euryarchaeota; 


ref|NR_028232.1] Halorubrum 

89109 Halorubrum tebenquichense 
iaceae; Halorubrum. 
ref|NR_028231.1] Halorubrum 

90595 Halorubrum californiense 
iaceae; Halorubrum. 


Halor 


ref|NR_028230.1| Halorubrum litoreum 
ubrum litoreum Archaea; Euryarchaeota; 


478036 Archaea_16S 93148 93116 46 


alcaliphilum WeN4 16S ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; 


Archaea; 
478036 Archaea_16S 94649 94617 46 
9-3 16S ribosomal RNA, partial sequence 
Euryarchaeota; Halobacteria; 
478036 Archaea_16S 96169 96137 
16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
478036 Archaea_16S 99174 


46 


99142 46 


JCM 9060 16S ribosomal RNA, partial sequence 98155 


Halobacteria; Halobacteriales; 
478036 Archaea_16S 100691 100659 46 
gregoryi SP2 16S 
Euryarchaeota; Halobacteria; 
478036 Archaea_16S 105232 105200 46 


Halobacteriales; 
95149 

Halobacteriaceae; 
Halobacteriaceae; 


ribosomal RNA, partial sequence 
Halobacteriales; 


78 gi 


254971310 
92166 


ref|NR_028228.1 
93578 


Methanobacterium 


Methanobacterium alcaliphilum 
Methanobacteriaceae; 


Methanobacterium. 
Halorubrum lipolyticum 


arcis AJ201 
Halorubrum vacuolatum 
Euryarchaeota; 


Natronobacterium 


Halorubrum distributum 


78 gi|254971309|ref|NR_028227.1 
93629 95098 Halorubrum lipolyticum Archaea; 
Halobacteriaceae; Halorubrum. 
78 gi|254971308|ref|NR_028226.1| Halorubrum 
96618 Halorubrum arcis Archaea; Euryarchaeota; 
Halorubrum. 
78 gi|254971306|ref|NR_028224.1 
99622 Halorubrum vacuolatum Archaea; 
Halorubrum. 
78 gi|254971305|ref|NR_028223.1 
99673 101139 Natronobacterium gregoryi Archaea; 
Halobacteriaceae; Natronobacterium. 
78 gi|254971302|ref|NR_028220.1 


JCM 9100 16S ribosomal RNA, partial sequence 104213 105679 Halorubrum distributum Archaea; 


Euryarchaeota; Halobacteria; 
478036 Archaea_16S 
mukohataei arg-2 
Euryarchaeota; Halobacteria; 
478036 Archaea_16S 108270 108238 46 


106753 106721 46 


argentinensis arg-1 16S ribosomal RNA, partial sequence 


Archaea; Euryarchaeota; Halobacteria; 
478036 Archaea_16S 109788 109756 
amylolyticus Ah-36 16S ribosomal RNA, 
Archaea; Euryarchaeota; Halobacteria; 
478036 Archaea_16S 111316 111284 
kodakarensis KOD1 16S ribosomal RNA, 
Archaea; Euryarchaeota; Thermococci; 
478036 Archaea_16S 112860 112828 
ATCC 33500 16S ribosomal 
Archaea; Euryarchaeota; Halobacteria; 
478036 Archaea_16S 115877 115845 46 
ZJ206 16S ribosomal RNA, 
Halobacteria; Halobacteriales; 
478036 Archaea_16S 117399 117367 46 
saccharevitans AB14 16S 
Archaea; Euryarchaeota; Halobacteria; 
478036 Archaea_16S 118906 118874 46 
C23 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
478036 Archaea_16S 120409 120377 46 
xinjiangense BD- 
Archaea; Euryarchaeota; 
478036 Archaea_16S 
sulfurifontis M6 
Euryarchaeota; Halobacteria; 
478036 Archaea_16S 
2 16S ribosomal 
Halobacteria; Halobacteriales; 
478036 Archaea_16S 124842 124810 46 
AJ5 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
478036 Archaea_16S 126365 126333 46 
AJ2 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
478036 Archaea_16S 127887 127855 46 
8W8 16S ribosomal RNA, partial sequence 
Halobacteria; Halobacteriales; 
478036 Archaea_16S 129397 129365 
waiotapuensis WT1 16S ribosomal RNA, 
Archaea; Euryarchaeota; Thermococci; 
478036 Archaea_16S 130885 130853 46 
K-3 16S ribosomal RNA, partial sequence 
Thermococci; Thermococcales; 
478036 Archaea_16S 132378 132346 46 
RG-20 16S ribosomal RNA, partial sequence 
Thermococci; Thermococcales; 
478036 Archaea_16S 133875 133843 46 


Halobacteria; 
121907 121875 46 


123370 123338 46 


46 


DT5432 16S ribosomal RNA, partial sequence 
Thermococcales; 


Euryarchaeota; Thermococci; 


Halobacteriales; 


RNA, partial sequence 
partial sequence 
Halobacteriaceae; 


ribosomal RNA, partial sequence 


Halobacteriaceae; 


1 16S ribosomal RNA, partial sequence 


Halobacteriales; 


Halobacteriaceae; 


Halobacteriaceae; 
partial sequence 
Thermococcales; 


Thermococcaceae; 


Thermococcaceae; 


78 gi 
Haloferax. 


78 gi 


78 gi 


78 gi|254971280 
126867 128336 Halor 
Halorubrum. 

78 gi|254971279 

12838 
Thermococcac 
78 gi|254971278 


129880 131321 Therm 


Thermococcus. 
78 gi 


Thermococcus. 
78 gi 


16S ribosomal RNA, partial sequence 105730 1 
Halobacteriales; 


16S ribosomal RNA, partial sequence 120909 12231 
Halobacteriaceae; 
254971285 
RNA, partial sequence 122368 123771 Haloferax volcanii Archaea; 
Halobacteriaceae; 
254971283 
123822 125292 Halob 
Halobiforma. 
254971281 
125343 126816 Natri 
Halobacteriaceae; Natrinema. 


254971277 
131372 132813 Therm 


254971276 


78 gi|254971289|ref|NR_028207.1 

117900 119338 Haloquadratum walsbyi 
Haloquadratum. 

78 gi| 254971287 |ref|NR_028205.1 

119389 120858 Haloru 

Halobacteriales; Halobacteriaceae; Halorubr 

78 gi| 254971286 |ref|NR_028204.1 


H 


aloferax. 
ref|NR_028203.1 


ref |NR_028201.1 
iforma lacisalsi 


ref 
nema 


NR_028199.1 
altunense 


ref|NR_028198.1 
ubrum tibetense 


ref|NR_028197.1 
7 #129829 Thermo 
eae; Thermococcu 
ref|NR_028196.1 
ococcus stetteri 


ref|NR_028195.1 
ococcus siculi 


ref |NR_028194.1 


Archaea; 


Archaea; 


Halobacteriaceae; Halorubrum. 
78 gi|254971301|ref|NR_028219.1| Halomicrobium 
07198 Halomicrobium mukohataei Archaea; 
Halobacteriaceae; Halomicrobium. 
78 gi|254971300|ref|NR_028218.1| Haloarcula 
107249 108715 Haloarcula argentinensis 
Halobacteriales; Halobacteriaceae; Haloarcula. 
46 78 gi|254971299|ref|NR_028217.1| Natronococcus 
partial sequence 108766 110239 Natronococcus amylolyticus 


Thermococcus 


0 111787 Thermococcus kodakarensis KOD1 


Haloferax mediterranei 


9 Haloferax mediterranei ATCC 33500 


Haloferax larsenii 
Euryarchaeota; 


Haloterrigena 


8 117849 Haloterrigena saccharevitans 
Haloterrigena. 


Halobacteriales; Halobacteriaceae; Natronococcus. 
46 78 gi| 254971298 |ref|NR_028216.1 
partial sequence 11029 
Thermococcales; Thermococcaceae; Thermococcus. 
46 78 gi|254971294|ref|NR_028212.1 
111838 11330 
Halobacteriales; Halobacteriaceae; Haloferax. 
78 gi|254971291|ref|NR_028209.1 
114855 116327 Haloferax larsenii Archaea; 
Haloferax. 
78 gi|254971290|ref|NR_028208.1 
11637 
Halobacteriales; Halobacteriaceae; 


Haloquadratum walsbyi 
Archaea; Euryarchaeota; 


Halorubrum 

brum xinjiangense 
um. 

Haloferax 


7 Haloferax sulfurifontis Archaea; 


Haloferax volcanii DS 


Euryarchaeota; 


Halobiforma lacisalsi 
Archaea; Euryarchaeota; 


Natrinema altunense 
Euryarchaeota; 


Halorubrum tibetense 
Archaea; Euryarchaeota; 


Thermococcus 

coccus waiotapuensis 

s. 

Thermococcus stetteri 
Archaea; Euryarchaeota; 


Thermococcus siculi 
Euryarchaeota; 


Thermococcus profundus 


132864 134310 Thermococcus profundus Archaea; 
Thermococcus. 


Thermococcaceae; 


478036 Archaea_16S 


135369 135337 46 


78 


gi] 254971275 


ref|NR_028193.1 


Thermococcus 


peptonophilus JCM 9653 16S ribosomal RNA, partial sequence 134361 135805 Thermococcus peptonophilus JCM 


9653 Archaea; 
478036 Archaea_16S 


Euryarchaeota; 


136860 136828 46 


P-4 16S ribosomal RNA, partial sequence 


Euryarchaeota; Thermococci; 


478036 Archaea_16S 
gorgonarius W-12 


Euryarchaeota; Thermococci; 


478036 Archaea_16S 


XH-65 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Halobacteria; 
478036 Archaea_16S 


EJ-32 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Halobacteria; 
478036 Archaea_16S 


EJ-57 16S ribosomal RNA, partial sequence 


Halobacteria; 
478036 Archaea_16S 
noricense Al 16S 


Euryarchaeota; Halobacteria; 


478036 Archaea_16S 


chahannaoensis C112 16S ribosomal RNA, partial sequence 15220 
Halobacteriales; 


Archaea; 
478036 Archaea_16S 
tibetensis DS12 


Euryarchaeota; Halobacteria; 


478036 Archaea_16S 


thioreducens OGL-20P 16S ribosomal RNA, partial sequence 15524 
Thermococcales; 


Archaea; 
478036 Archaea_16S 


Halobacteriales; 


Euryarchaeota; 


Euryarchaeota; 


138351 138319 46 


139859 139827 46 


141321 141289 46 


Halobacteriaceae; Halorubrum. 
142783 142751 46 78 gi|254971270|ref|NR_028188.1 
141762 143179 Natrinema ejinorense 

Halobacteriaceae; Natrinema. 
144230 144198 46 78 gi|254971269|ref|NR_028187.1 


153223 153191 46 

Halobacteria; 
154746 154714 46 
156237 156205 46 


Thermococci; 
157756 157724 46 


Thermococci; 


Thermococcales; 


Thermococcales; 


78 


135856 137291 T 
Thermococcaceae; 


78 


78 


78 


ribosomal RNA, partial sequence 
Halobacteriales; 


78 


78 


16S ribosomal RNA, partial sequence 153724 15519 
Halobacteriales; 


78 


78 


Thermococcales; 


138837 140257 H 
Halobacteriaceae; 


140308 141711 H 


gi]254971274 


gi| 254971273 


16S ribosomal RNA, partial sequence 137342 138786 Thermococcus 
Thermococcaceae; 


gi|254971272 


Haloterrigena. 
gi|254971271 


143230 14466 


Halobacteriaceae; Halobacterium. 


gi|254971263 


gi|254971262 


gi|254971261 


Thermococcac 
gi|254971260 


Thermococcus. 


aloterrigena salina 


Halobacteriaceae; 


haloterrestris 135 16S ribosomal RNA, 


Archaea; Euryarchaeota; 
478036 Archaea_16S 


159278 159246 
hulunbeirensis X21 16S ribosomal RNA, 


partial sequence 15675 
Halobacteriales; 
46 78 gi| 254971259 
partial sequence 15825 


Halobacteria; 


Halobacter 


Archaea; 
478036 Archaea_16S 


16S ribosomal RNA, partial sequence 
Halobacteriales; 


Halobacteria; 
478036 Archaea_16S 
congolense C 16S 


478036 Archaea_16S 


thermotolerans PR5 16S ribosomal RNA, partial sequence 16427 
Halobacteriales; 


Archaea; 
478036 Archaea_16S 


AX-2 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Halobacteria; 
478036 Archaea_16S 


Euryarchaeota; 


Euryarchaeota; 


Halobacteria; 
160783 160751 46 


162269 162237 46 


165282 165250 46 


Halobacteria; 


166782 166750 46 


168265 168233 46 


Halobacteriales; 


78 


78 


ribosomal RNA, partial sequence 
Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacter 


78 


78 


165778 167199 Halor 
Halobacteriaceae; 


78 


oryzae FPi 16S ribosomal RNA, partial sequence 


Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacter 


478036 Archaea_16S 
borinquense DSM 
DSM 11551 Archaea; 
478036 Archaea_16S 


larsenii XH-48 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Euryarchaeota; 
478036 Archaea_16S 


hamelinensis 100A6 16S ribosomal RNA, partial sequence T7173 
Halobacteriales; 


Archaea; 
478036 Archaea_16S 


16S ribosomal RNA, partial sequence 


Halobacteriales; 


478036 Archaea_16S 177138 177106 46 78 gi| 254971247 |ref|NR_028165.1 
TL6 16S ribosomal RNA, partial sequence 176132 177566 Haloferax prahovense 
Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

478036 Archaea_16S 180102 180070 46 78 gi|254971244|ref|NR_028162.1 
innermongolicus N-1311 16S ribosomal RNA, partial sequence 179100 180534 Natron 
innermongolicus Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacter 
Natronolimnobius. 

478036 Archaea_16S 181586 181554 46 78 gi| 254971243 |ref|NR_028161.1 


baerhuensis IHC-005 16S ribosomal RNA, partial sequence 
Halobacteriales; 


Archaea; 


Halobacteria; 


Euryarchaeota; 


Euryarchaeota; 


172732 172700 46 


Halobacteria; 
174235 174203 46 


Halobacteria; 


169749 169717 46 78 gi| 254971252 

11551 16S ribosomal RNA, partial sequence 16874 
Euryarchaeota; Halobacteria; Halobacteriales; 
171248 171216 46 78 gi|254971251 


78 


78 


Halobacteriaceae; H 


Halobacter 


gi| 254971258 


159778 161224 Natrialba aegyptia Archaea; 
Halobacteriaceae; Natrialba. 


gi|254971257 
161275 16272 
gi|]254971255 
Halobacter 
gi|254971254 
Halorhabdus. 

gi|]254971253 

167250 16869 


170247 17167 


gi|254971250 
Halobacter 


gi] 254971249 


173215 174619 Natrinema gari Archaea; 
Halobacteriaceae; Natrinema. 


ref |NR_028192.1 


ref|NR_028191.1 
ref 


NR_028190.1 


ref|NR_028189.1 


alorubrum ejinorense 


3 Halobacterium 


ref|NR_028181.1 


ref|NR_028180.1 


ref|NR_028179.1 
eae; 
ref|NR_028178.1 
iaceae; 
ref|NR_028177.1 


iaceae; 


ref|NR_028176.1 


ref|NR_028175.1 


iaceae; 
ref|NR_028173.1 


iaceae; 
ref |NR_028172.1 
habdus utahensis 
ref|NR_028171.1 
iaceae; Methanob 
ref |NR_028170.1 
6 170196 Haloge 
Halobacteriaceae 
ref|NR_028169.1 


alostagnicola. 
ref|NR_028168.1 
0 173164 Haloco 
iaceae; Halococc 
ref|NR_028167.1 


Euryarchaeota; 


Thermococcaceae; Thermococcus. 


Thermococcus pacificus 


hermococcus pacificus Archaea; 
Thermococcus. 


Thermococcus 


gorgonarius Archaea; 


Haloterrigena salina 
Archaea; Euryarchaeota; 


Halorubrum ejinorense 
Archaea; Euryarchaeota; 


Natrinema ejinorense 
Archaea; Euryarchaeota; 


Halobacterium 
noricense Archaea; 


Natrialba 


2 153673 Natrialba chahannaoensis 
Natrialba. 


Halalkalicoccus 


7 Halalkalicoccus tibetensis Archaea; 
Halobacteriaceae; Halalkalicoccus. 


Thermococcus 


8 156699 Thermococcus thioreducens 
Thermococcus. 


Halobiforma 


0 158206 Halobiforma haloterrestris 
Halobiforma. 


Natrialba 


7 159727 Natrialba hulunbeirensis 
Natrialba. 


Natrialba aegyptia 40 


Euryarchaeota; 


Methanobacterium 


7 Methanobacterium congolense Archaea; 
Methanobacterium. 


Haloterrigena 


7 165727 Haloterrigena thermotolerans 
Haloterrigena. 


Halorhabdus utahensis 
Archaea; Euryarchaeota; 


Methanobacterium 


5 Methanobacterium oryzae Archaea; 


acterium. 
Halogeometricum 
ometricum borinquense 
; Halogeometricum. 
Halostagnicola 


9 Halostagnicola larsenii Archaea; 


Halococcus 

ccus hamelinensis 

us. 

Natrinema gari HIS40-3 
Halobacteria; 


Haloferax prahovense 
Archaea; Euryarchaeota; 


Natronolimnobius 
olimnobius 
iaceae; 


Natronolimnobius 


180585 182019 Natronolimnobius baerhuensis 
Halobacteriaceae; Natronolimnobius. 


478036 Archaea_16S 184608 184576 46 78 gi|254971241|ref|NR_028159.1| Haloarcula hispanica 

Y-27 16S ribosomal RNA, partial sequence 183587 185058 Haloarcula hispanica Archaea; Euryarchaeota; 

Halobacteria; Halobacteriales; Halobacteriaceae; Haloarcula. 

478036 Archaea_16S 186131 186099 46 78 gi|254971240|ref|NR_028158.1| Haloferax lucentense 

Aa 2.2 16S ribosomal RNA, partial sequence 185109 186581 Haloferax lucentense Archaea; Euryarchaeota; 

Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

478036 Archaea_16S 189092 189056 46 82 gi|254971237|ref|NR_028155.1| Methanothermococcus 

okinawensis IH1 16S ribosomal RNA, partial sequence 188085 189476 Methanothermococcus okinawensis 

Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanothermococcus. 

478036 Archaea_16S 190537 190505 46 78 gi|254971236|ref|NR_028154.1| Thermococcus 

acidaminovorans AEDII10 16S ribosomal RNA, partial sequence 189527 190952 Thermococcus acidaminovorans 

Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Thermococcus. 

478036 Archaea_16S 192004 191972 46 78 gi|254971235|ref|NR_028153.1| Halobiforma 

nitratireducens C231 16S ribosomal RNA, partial sequence 191003 192437 Halobiforma nitratireducens 

Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobiforma. 

478036 Archaea_16S 194990 194958 46 78 gi|254971233|ref|NR_028151.1| Haloferax alexandrinus 

TM 16S ribosomal RNA, partial sequence 193968 195439 Haloferax alexandrinus Archaea; 

Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Haloferax. 

478036 Archaea_16S 196492 196460 46 78 gi|254971232|ref|NR_028150.1| Natrinema versiforme 

XF10 16S ribosomal RNA, partial sequence 195490 196927 Natrinema versiforme Archaea; Euryarchaeota; 

Halobacteria; Halobacteriales; Halobacteriaceae; Natrinema. 

478036 Archaea_16S 197981 197949 46 78 gi|254971231|ref|NR_028149.1| Palaeococcus 

ferrophilus DMJ 16S ribosomal RNA, partial sequence 196978 198386 Palaeococcus ferrophilus Archaea; 

Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae; Palaeococcus. 

478036 Archaea_16S 200939 200907 46 78 gi|254971229|ref|NR_028147.1| Natronorubrum 

tibetense GA33 16S ribosomal RNA, partial sequence 199917 201390 Natronorubrum tibetense Archaea; 

Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Natronorubrum. 

478036 Archaea_16S 202441 202409 46 78 gi|219878416|ref|NR_025555.1| Halobacterium 

salinarum strain 91-R6 16S ribosomal RNA, partial sequence 201441 202874 Halobacterium salinarum 

Archaea; Euryarchaeota; Halobacteria; Halobacteriales; Halobacteriaceae; Halobacterium. 

478036 Archaea_16S 205365 205333 46 78 gi|219857440|ref|NR_025028.1| Methanobacterium 

formicicum strain DSMZ1535 16S ribosomal RNA, partial sequence 204386 205761 Methanobacterium 

formicicum Archaea; Euryarchaeota; Methanobacteria; Methanobacteriales; Methanobacteriaceae; 

Methanobacterium. 

478036 Archaea_16S 212820 212784 46 82 gi|219846128|ref|NR_025718.1| Methanococcus 

vannielii strain SB 16S ribosomal RNA, partial sequence 211889 213145 Methanococcus vannielii 

Archaea; Euryarchaeota; Methanococci; Methanococcales; Methanococcaceae; Methanococcus. 

484872 Bacteria_16S 1398859 1398956 1 95 gi|228715357|ref|NR_027529.1| Gemmatimonas 

aurantiaca strain T-27 16S ribosomal RNA, partial sequence 1398084 1399529 Gemmatimonas aurantiaca T-27 

Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; Gemmatimonas. 

484872 Bacteria_16S 125173 125242 28 95 gi|265678979|ref|NR_029287.1| Nitrospira 

moscoviensis strain NSP M-1 16S ribosomal RNA, partial sequence 124349 125867 Nitrospira 

moscoviensis Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Nitrospira. 

484872 Bacteria_16S 412984 413052 29 95 gi| 265678779 |ref|NR_029084.1| Lactobacillus 

gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 Lactobacillus 

gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

484872 Bacteria_16S 497445 497513 29 95 gi|265678720|ref|NR_029025.1| Streptococcus 

halichoeri strain M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 

halichoeri Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

484872 Bacteria_16S 512789 512857 29 95 gi|265678710|ref|NR_029015.1| Streptococcus 

devriesei strain CCUG 47156 16S ribosomal RNA, partial sequence 511957 513395 Streptococcus 

devriesei Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

484872 Bacteria_16S 808281 808349 29 95 gi| 265678507 |ref|NR_028810.1| Lactobacillus 

ingluviei strain KR3 16S ribosomal RNA, partial sequence 807412 808917 Lactobacillus ingluviei 

Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

484872 Bacteria_16S 1117705 1117773 29 95 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 

strain I-273 16S ribosomal RNA, partial sequence 1116890 1118282 Streptococcus pyogenes Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

484872 Bacteria_16S 1323238 1323306 29 95 gi| 228715345 |ref|NR_027517.1| Streptococcus 

dysgalactiae subsp. dysgalactiae strain ATCC 43078 16S ribosomal RNA, partial sequence 1322385 1323890 
Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 

Streptococcaceae; Streptococcus. 

484872 Bacteria_16S 1745212 1745280 29 95 gi|219878377|ref|NR_025516.1| Streptococcus ratti 

strain ATCC 19645 16S ribosomal RNA, partial sequence 1744369 1745812 Streptococcus ratti Bacteria; 

Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

484872 Bacteria_16S 1944276 1944344 29 95 gi|219878232|ref|NR_025371.1| Lactobacillus frumenti 

strain TMW 1.666 16S ribosomal RNA, complete sequence 1943398 1944958 Lactobacillus frumenti 

Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

484872 Bacteria_16S 2962520 2962588 29 95 gi|219856815|ref|NR_024634.1| Streptococcus porcinus 


strain 176 16S r 
Firmicutes; Lact 


ibosomal RNA, partial sequence 
obacillales; Streptococcaceae; 


2961676 2963171 Streptococcus porcinus Bacteria; 
Streptococcus. 


484872 Bacteria_16S 


strain PV1 16S ri 
Firmicutes; Clost 


484872 Bacteria_16S 


strain L532 16S r 
Firmicutes; Lacto 


484872 Bacteria_16S 


methylpentosum st 
methylpentosum Ba 


484872 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


484872 Bacteria_16S 


strain 58/1971 16 
Firmicutes; Bacil 


484872 Bacteria_16S 


strain F 16S ribo 
Clostridia; Clost 


484872 Bacteria_16S 


pentosovorans str 
pentosovorans Bac 


484872 Bacteria_16S 


strain KPA 16S ri 
Firmicutes; Lacto 


484872 Bacteria_16S 


sanfranciscensis 
sanfranciscensis 


484872 Bacteria_16S 


saccharolyticus s 
saccharolyticus B 


484872 Bacteria_16S 


delbrueckii subsp 


Lactobacillus delbrueckii subsp. 


Lactobacillus. 


484872 Bacteria_16S 


saerimneri strain 
saerimneri Bacter 


484872 Bacteria_16S 


kalixensis strain 
kalixensis Bacter 


484872 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


484872 Bacteria_16S 


oligofermentans s 
oligofermentans B 


484872 Bacteria_16S 


strain S-5623 16S 
Firmicutes; Lacto 


484872 Bacteria_16S 


phoeniculicola st 
phoeniculicola Ba 


484872 Bacteria_16S 


parakefiri strain 
parakefiri Bacter 


484872 Bacteria_16S 


coryniformis subs 


bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
456271 456306 60 95 gi 
train 2-4 16S ribosomal RNA, partial s 
acteria; Firmicutes; Lactobacillales; 

472933 472968 60 95 gi 
ribosomal RNA, partial sequence 


indicus Bacteria; 


422881 42442 


472041 47353 


4070916 4070984 29 95 gi|219846172|ref|NR_025762.1| Veillonella caviae 
bosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
ridia; Clostridiales; Veillonellaceae; Veillonella. 

17376 17411 60 95 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
ibosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

25127 25162 60 95 gi| 265679047 |ref|NR_029355.1| Clostridium 
rain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

29659 29694 60 95 gi|265679044|ref|NR_029352.1| Lactobacillus 
in LA 5 16S ribosomal RNA, partial sequence 28769 30312 Lactobacillus 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

80877 80912 60 95 gi|265679010|ref|NR_029318.1| Listeria innocua 
S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
lales; Listeriaceae; Listeria. 

83946 83981 60 95 gi| 265679007 |ref|NR_029315.1| Anaerofilum agile 
somal RNA, partial sequence 83062 84529 Anaerofilum agile Bacteria; Firmicutes; 
ridiales; Ruminococcaceae; Anaerofilum. 

86973 87008 60 95 gi|265679005|ref|NR_029313.1| Anaerofilum 
ain Fae 16S ribosomal RNA, partial sequence 86091 87556 Anaerofilum 
teria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerofilum. 

94559 94594 60 95 gi|265679000|ref|NR_029308.1| Lactobacillus lindneri 
bosomal RNA, complete sequence 93645 95214 Lactobacillus lindneri Bacteria; 
bacillales; Lactobacillaceae; Lactobacillus. 

164780 164815 60 95 gi| 265678953 |ref|NR_029261.1| Lactobacillus 
strain L-12 16S ribosomal RNA, partial sequence 163866 165437 Lactobacillus 
Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

312614 312649 60 95 gi|265678852|ref|NR_029158.1| Staphylococcus 
train S 1 16S ribosomal RNA, partial sequence 311738 313264 Staphylococcus 
acteria; Firmicutes; Bacillales; Staphylococcus. 

380618 380653 60 95 gi|265678801|ref|NR_029106.1| Lactobacillus 
- indicus strain NCC725 16S ribosomal RNA, partial sequence 379741 381255 


Firmicutes; Lactobacillales; Lactobacillaceae; 


411417 411452 60 95 gi|265678780|ref|NR_029085.1| Lactobacillus 
GDA154 16S ribosomal RNA, partial sequence 410506 412073 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

414621 414656 60 95 gi| 265678778 |ref|NR_029083.1| Lactobacillus 
Kx127A2 16S ribosomal RNA, complete sequence 413724 415278 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

423770 423805 60 95 gi|265678772|ref|NR_029077.1| Bacillus algicola 


5 Bacillus algicola Bacteria; 


265678747 |ref|NR_029052.1| Streptococcus 
equence 455417 456926 Streptococcus 
Streptococcaceae; Streptococcus. 
265678736|ref|NR_029041.1| Weissella koreensis 


7 Weissella koreensis Bacteria; 


bacillales; Weissella. 

474473 474508 60 95 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

476010 476045 60 95 gi| 265678734 |ref|NR_029039.1| Lactobacillus 

GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

508318 508353 60 95 gi|265678713|ref|NR_029018.1| Lactobacillus 
p. torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


484872 Bacteria_16S 


strain CS1 16S ri 
Firmicutes; Lacto 


484872 Bacteria_16S 


variabile strain 
Bacteria; Firmicu 


484872 Bacteria_16S 


nepalensis strain 
Bacteria; Firmicu 


Lactobacillus. 
514261 514296 60 95 
bosomal RNA, partial sequence 


gi 


484872 Bacteria_16S 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 


versmoldensis Bac 


513446 51481 


265678709 Lactobacillus rossiae 


rossiae Bacteria; 


ref|NR_029014.1 
3 Lactobacillus 


teria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 


bacillales; Lactobacillaceae; Lactobacillus. 

540208 540243 60 95 gi|265678692|ref|NR_028997.1| Subdoligranulum 
BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 
tes; Clostridia; Clostridiales; Ruminococcaceae; Subdoligranulum. 

541727 541762 60 95 gi| 265678691 |ref|NR_028996.1| Staphylococcus 
CW1l 16S ribosomal RNA, partial sequence 540862 542331 Staphylococcus nepalensis 
tes; Bacillales; Staphylococcus. 

550994 551029 60 95 gi|265678685|ref|NR_028990.1| Lactobacillus 


550095 551652 Lactobacillus 
Lactobacillus. 


484872 Bacteria_16S 


strain V2-BIII-A2 
Firmicutes; Bacil 


484872 Bacteria_16S 


prausnitzii strai 
prausnitzii Bacte 


484872 Bacteria_16S 


strain Z 4493 16S 
Firmicutes; Clost 


484872 Bacteria_16S 


pinnipedialis str 
pinnipedialis Bac 


484872 Bacteria_16S 


suicloacalis stra 
suicloacalis Bact 


484872 Bacteria_16S 
ibosomal RNA, partial sequence 
Streptococcaceae; 


strain HKU4 16S r 
Firmicutes; Lacto 


484872 Bacteria_16S 


haemoperoxidus st 
haemoperoxidus Ba 


484872 Bacteria_16S 


moraviensis strai 
Bacteria; Firmicu 


484872 Bacteria_16S 


gasicomitatum str 
gasicomitatum LMG 


484872 Bacteria_16S 


strain E6844 16S 
Firmicutes; Lacto 


484872 Bacteria_16S 
n 1877 16S ribosomal RNA, partial sequence 91544 


intermedius strai 
Bacteria; Firmicu 


484872 Bacteria_16S 


salivarius strain 
salivarius Bacter 


484872 Bacteria_16S 


pseudoavium strai 
pseudoavium Bacte 


484872 Bacteria_16S 


strain B1333 16S 
Firmicutes; Lacto 


484872 Bacteria_16S 


succinus subsp. s 


585728 585763 
16S ribosomal RNA, 


60 


632711 632746 60 


ridia; Clostridiales; 
661532 661567 60 


bacillales; 
831225 831260 60 


cteria; Firmicutes; 
832777 832812 60 
tes; Lactobacillales; 
856850 856885 60 


18811 Bacteria; 
897754 897789 60 


ribosomal RNA, partial sequence 
Enterococcaceae; 


bacillales; 
916335 916370 60 


Firmicutes; 
996591 996626 60 
ribosomal RNA, 
bacillales; 
1019276 1019311 60 


ria; 


95 


95 


ribosomal RNA, partial sequence 


95 


95 


95 


95 


95 


Lactobacillales; 


95 


complete sequence 
Carnobacteriaceae; 


95 


gi 


partial sequence 


gi 


Eubacteriaceae; 


gi 


265678662 


265678629 


631874 63335 
Acetobacterium. 


265678608 


775183 77669 
Streptococcus. 


gi 


gi 


n 330 16S ribosomal RNA, partial sequence 
Enterococcaceae; 


gi 


gi 


gi 


E 


Ente 


rain 440 16S ribosomal RNA, partial sequence 
Lactobacillales; 


83188 


265678446 


896853 89837 
Enterococcus. 


265678434 


265678380 


995703 99724 


Granulicatella. 


gi 


uccinus strain AMG-D1 16S ribosomal RNA, 


265678365 


58488 


rococcaceae; 


complete sequence 


ref |NR_028967.1 
8 586308 Bacil 


ref|NR_028934.1 


ref|NR_028913.1 


4 Streptococcus 


ref|NR_028748.1 
6 Enterococcus 


ref |NR_028736.1 


Enterococcus. 
ref|NR_028682.1 
0 Granulicatella 


ref |NR_028667.1 


Staphylococcus succinus subsp. 


succinus Bacteria; 


Bacillus barbaricus 


lus barbaricus Bacteria; 


lales; Bacillaceae; Bacillus. 

594790 594825 60 95 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
n ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
ria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Jeotgalicoccus 


ain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 
772922 772957 60 95 gi|265678531|ref|NR_028835.1| Atopostipes 
in PPC79 16S ribosomal RNA, partial sequence 772034 773579 Atopostipes 
eria; Firmicutes; Lactobacillales; Carnobacteriaceae; Atopostipes. 
776076 776111 60 95 gi| 265678529 |ref|NR_028833.1| Streptococcus sinensis 


sinensis Bacteria; 


265678492 |ref|NR_028795.1| Enterococcus 
830324 831835 Enterococcus 

nterococcaceae; Enterococcus. 

265678491|ref|NR_028794.1| Enterococcus 


6 833394 Enterococcus moraviensis 
Enterococcus. 


95 gi|265678474|ref|NR_028777.1| Leuconostoc 
ain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
Firmicutes; Lactobacillales; Leuconostoc. 


Enterococcus avium 


avium Bacteria; 


Streptococcus 


5 916988 Streptococcus intermedius 


tes; Lactobacillales; Streptococcaceae; Streptococcus; Streptococcus anginosus group. 
933336 933371 60 95 gi| 265678423 |ref|NR_028725.1| Lactobacillus 

HO 66 16S ribosomal RNA, complete sequence 932436 934005 Lactobacillus 

ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
962773 962808 60 95 gi|265678403|ref|NR_028705.1| Enterococcus 

n 47-16 16S ribosomal RNA, partial sequence 961894 963406 Enterococcus 


Granulicatella elegans 
elegans Bacteria; 


Staphylococcus 
1018386 1019933 


Firmicutes; 


Bacillales; 


484872 Bacteria_16S 
strain SK3 16S ribosomal RNA, 
Lactobacillales; 
484872 Bacteria_16S 
ATCC 33400 16S ribosomal RNA, 


Firmicutes; 


pneumoniae strain 
pneumoniae Bacter 


484872 Bacteria_16S 


strain NS51 16S r 
Firmicutes; 


satsumensis Bacte 


484872 Bacteria_16S 


1139 16S ribosoma 
Bacillales; Bacil 


484872 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; 


strain Kx146A4 16 
Firmicutes; 


Lactobacillales; 
484872 Bacteria_16S 
satsumensis strain NRIC 0604 16S ribosomal RNA, partial 
Lactobacillales; 


Lactobacillales; 
484872 Bacteria_16S 


1020874 1020909 60 


1022427 1022462 60 


Firmicutes; 
1023998 1024033 60 
ibosomal RNA, 


ia; 


1033065 1033100 60 


Firmicutes; 
1087419 1087454 60 


ria; 


1 RNA, 
laceae; Bacillus. 
1092068 1092103 60 


1123852 1123887 60 


Firmicutes; 


1285202 1285237 60 


complete sequence 


95 


complete sequence 
Streptococcaceae; 


95 


Lactobacillales; 


95 


complete sequence 
Streptococcaceae; 


95 


95 


gi 


265678364 


1019984 10214 


gi 


Streptococcus. 


265678363 


complete sequence 


gi 


gi 


gi 


Streptococcaceae; 


265678362 


1023111 10246 
Streptococcus. 


265678356 
sequence 


Lactobacillaceae; 


265678318 


1086532 1088056 Bacil 


95 


ribosomal RNA, partial sequence 
Lactobacillaceae; 


95 


S ribosomal RNA, partial sequence 
Lactobacillales; 
484872 Bacteria_16S 
gallinaceus strain CCUG 42692 16S ribosomal RNA, partia 
gallinaceus Bacteria; 
484872 Bacteria_16S 


Lactobacillales; 


95. 


gi 


gi 


gi 


265678315 


1091188 10926 
Lactobac 


illus. 
224581425 


1122944 11244 


Lactobacillaceae; Lactobacillus. 
1225036 1225071 60 95 gi|219878314|ref|NR_025453.1 
1 sequence 1224170 122567 


Streptococcaceae; 


219846054 


psychrophilus strain YKJ-115 16S ribosomal RNA, partial sequence 
psychrophilus Bacteria; Firmicutes; Bacillales; Jeotgalicoccus. 


ref|NR_028666.1 
95 Streptococcus 


ref|NR_028665.1 

1021546 102306 
Streptococcu 
ref|NR_028664.1 
30 Streptococcus 


ref|NR_028658.1 

1032165 103372 
Lactobacillu 
ref |NR_028620.1 


lus 


ref |NR_028617.1 
88 Lactobacillus 


ref |NR_027206.1 
63 Lactobacillus 


Streptococcu 
NR_025644.1 


ref 


akibai Bacteria; 


Staphylococcus. 
Streptococcus gordonii 
gordonii Bacteria; 


Streptococcus 


0 Streptococcus 
s. 


Streptococcus mitis 
mitis Bacteria; 


Lactobacillus 


0 Lactobacillus 
Ss. 


Bacillus akibai strain 
Firmicutes; 


Lactobacillus algidus 
algidus Bacteria; 


Lactobacillus antri 
antri Bacteria; 


Streptococcus 


1 Streptococcus 
Ss. 


Jeotgalicoccus 


1284334 1285840 Jeotgalicoccus 


484872 


Mi268 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Bacteria_16S 


1288352 1288387 60 95 


Weissella. 


gi 


1287447 1289004 Weiss 


219846052 


ref 


ella 


NR_025642.1 
soli Bacter 


Weissella soli strain 
ia; Firmicutes; 


484872 Bacteria_16S 1294350 1294385 60 95 gi|228715348|ref|NR_027520.1| Staphylococcus equorum 
subsp. equorum strain PA 231 16S ribosomal RNA, partial sequence 1293463 1294956 Staphylococcus equorum 
subsp. equorum Bacteria; Firmicutes; Bacillales; Staphylococcus. 

484872 Bacteria_16S 1320187 1320222 60 95 gi|228715347|ref|NR_027519.1| Staphylococcus capitis 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 1319300 1320791 Staphylococcus 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

484872 Bacteria_16S 1327884 1327919 60 95 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

484872 Bacteria_16S 1410883 1410918 60 95 gi|224581432|ref|NR_027214.1| Streptococcus 
pseudopneumoniae strain 108 16S ribosomal RNA, partial sequence 1410019 1411486 Streptococcus 
pseudopneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

484872 Bacteria_16S 1477870 1477905 60 95 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 


strain LTH 5753 1 
Firmicutes; 


subsp. 


subsp. sciuri Bac 


484872 Bacteria_16S 


paracasei subsp. 
paracasei subsp. 


strain ATCC 25258 
Bacteria; 


goodfellowii DSM 


484872 Bacteria_16S 


strain LMG 21727 
Firmicutes; 


subsp. 


equi subsp. rumin 


484872 Bacteria_16S 


strain LMG 21880 
Firmicutes; Bacil 


484872 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


484872 Bacteria_16S 


decolorationis st 
decolorationis Ba 


484872 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


484872 Bacteria_16S 


strain DSM 5661 1 
Firmicutes; Lacto 


484872 Bacteria_16S 


strain DSM 497 16 
Firmicutes; Bacil 


484872 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


484872 Bacteria_16S 


sulfidifaciens st 
sulfidifaciens Ba 


484872 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


484872 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


484872 Bacteria_16S 


johnsonii strain 
johnsonii Bacteri 


484872 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


Lacto 
484872 Bacteria_16S 
sciuri str 


Firmicu 
484872 Bacteria_16S 
goodfellowii stra 


Lacto 
484872 Bacteria_16S 
ruminatorum strain CECT 5772 16S ribosomal RNA, 


bacillales; Lactobacillaceae; Lactobac 
1479441 1479476 60 95 gi 
ain DSM 20345 16S ribosomal RNA, compl 
teria; Firmicutes; Bacillales; Staphyl 


1509569 1509604 60 95 gi 


1526154 1526189 60 95 gi 
16S ribosomal RNA, partial sequence 

tes; Lactobacillales; 
1565263 1565298 60 95 gi 
19756 Bacteria; Fusobacteria; 

1588159 1588194 60 95 gi 
Enterococ 
95 gi 


bacillales; Enterococcaceae; 
1609678 1609713 60 


Lactobaci 
95 gi 


atorum Bacteria; Firmicutes; 
1630752 1630787 60 
lales; Bacillaceae; Bacillus. 

1661295 1661330 60 95 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1802655 1802690 60 95 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1837832 1837867 60 95 gi 
in DSM 6629 16S ribosomal RNA, partial 
eria; Firmicutes; Lactobacillales; Lac 
1839395 1839430 60 95 gi 


Lactobac 
gi 


bacillales; Lactobacillaceae; 
1842497 1842532 60 95 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1844062 1844097 60 95 

S ribosomal RNA, partial sequence 
bacillales; Carnobacteriaceae; Isobacu 
1854583 1854618 60 95 gi 
rain CCUG 44365 16S ribosomal RNA, par 
cteria; Firmicutes; 
1961042 1961077 60 95 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
2040234 2040269 60 95 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2083356 2083391 60 95 gi 
ATCC 33200 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Lactob 
2095464 2095499 60 95 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


6S ribosomal RNA, partial sequence 1476987 14785 


paracasei strain R094 16S ribosomal RNA, 
paracasei Bacteria; Firmicutes; Lactob 
484872 Bacteria_16S 


Lactobacillaceae 


in LB57 16S ribosomal RNA, partial seque 
Fusobact 


16S ribosomal RNA, partial sequence 1587284 15887 


16S ribosomal RNA, partial sequence 1629885 16313 


6S ribosomal RNA, partial sequence 1838512 18400 


1841624 18431 


1843183 18446 


Lactobacillales; Aer 


illus. 
219878381 
ete sequen 
ococcus. 
219846290 
partial 
acillales; 
219857499 
15252 
; Lactobac 
219846059 
nce 
eriales; F 
219878486 


cus. 
219878470 
pa 
llales; St 
219878456 


219878434 
sequence 
ccaceae; P 
219878334 
ial sequen 
aceae; Bac 
219878310 
sequence 
tobacillac 
219878309 


illus. 
219878307 


219878306 


lum. 
219878298 
tial seque 
ococcace 
219878221 
19601 
s. 
219878168 
equence 
coccaceae; 
219878134 
sequence 
acillaceae 
219878125 


’ 


22 Lactobacillus 


ref 


ce 1478573 14801 


ref 


seq 


Lac 
ref 


89 1526784 Lacto 
illu 


ref 


1564412 15658 


usobacteriaceae 


ref 


92 Enterococcus 


ref 


rtial sequen 
rept 


ref 


ref 


1660434 16619 


aenisporosarcin 


ref 


ce 1801788 18032 
illu 


ref 


ref 


21 Lactobacillus 


ref 


ref 


ref 


nce 
ae; 


ref 


67 1961603 Vagoc 


ref 


2039358 20408 
osicoccus. 


Dol 
ref 


2082477 20839 
ctobacillus 


La 


uence 15086 
tobacillace 


Ss. 


ce 
ococcaceae; 


Ss. 


1836949 18384 
eae; 


Globicatell 


ref 


NR_025520.1 
0 


NR_025880.1 
8 
a 
NR_025087.1 
b 


NR_025649.1 
9 


, 


NR_025625.1 


NR_025609.1 
160886 


NR_025595.1 


NR_025573.1 
1 
a 
NR_025473.1 
9 


NR_025449.1 
6 

Lactobacill 
NR_025448.1 


NR_025446.1 


NR_025445.1 


NR_025437.1 

185372 
a 
NR_025360.1 
fe} 


NR_025307.1 
6 


NR_025273.1 
6 


spicheri Bacteria; 


Staphylococcus sciuri 
0 Staphylococcus sciuri 


Lactobacillus 
4 1510205 Lactobacillus 
e; Lactobacillus. 
Lactobacillus jensenii 
acillus jensenii 


Leptotrichia 
6 Leptotrichia 
Leptotrichia. 
Enterococcus italicus 


italicus Bacteria; 


Streptococcus equi 
3 1610272 Streptococcus 
Streptococcus. 
Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Sporosarcina 

6 Paenisporosarcina 
Bacillus 

0 Bacillus 


Lactobacillus 
1 Lactobacillus 
us. 

Lactobacillus hamsteri 
hamsteri Bacteria; 


Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Globicatella 

6 1855215 Globicatella 
Vagococcus fessus 

ccus fessus Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Lactobacillus 
3 Lactobacillus 


NR_025264.1 


Bacillus hwajinpoensis 


2094597 2096103 Bacillus hwajinpoensis Bacteria; 


484872 Bacteria_16S 
pleistocenium str 
pleistocenium Bac 
484872 Bacteria_16S 
viridans strain M 
Firmicu 
484872 Bacteria_16S 


Bacteria; 


pantheris strain 


pantheris Bacteri 
484872 Bacteria_16S 


fructosus strain 


fructosus Bacteri 
484872 Bacteria_16S 


ficulneus strain 
Bacteria; 


strain ATCC 29178 
Firmicutes; 


strain LMG11607 1 
Bacteroidetes; Fl 


484872 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


484872 Bacteria_16S 


strain DSM5578 16 
Firmicutes; 


Firmicutes; 


strain CCUG 43179 
Bacteria; 


orisratti strain 
orisratti Bacteri 


484872 Bacteria_16S 
strain SR12 16S r 
Clost 
484872 Bacteria_16S 


Firmicutes; 


strain ATCC 43186 
Firmicutes; Lacto 


484872 Bacteria_16S 


strain ATCC 43198 
Firmicutes; Lacto 


484872 Bacteria_16S 


strain ATCC 51266 
Firmicutes; Lacto 


484872 Bacteria_16S 


selangorensis str 
selangorensis Bac 


484872 Bacteria_16S 


parasanguinis str 
parasanguinis ATC 


484872 Bacteria_16S 


sanguinis strain 
sanguinis Bacteri 


484872 Bacteria_16S 


manihotivorans st 
manihotivorans Ba 


484872 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


484872 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


484872 Bacteria_16S 


Firmicu 
484872 Bacteria_16S 


Lacto 
484872 Bacteria_16S 


Lacto 
484872 Bacteria_16S 
strain IH25 16S r 
Lacto 
484872 Bacteria_16S 
peptonophila stra 
peptonophila Bact 
484872 Bacteria_16S 


Firmicu 
484872 Bacteria_16S 


2169698 2169733 60 95 gi 
teria; Firmicutes; Lactobacillales; 
2186372 2186407 60 95 gi 
tes; Lactobacillales; 
2196985 2197020 60 

LMG 21017 16S ribosomal RNA, 
a; Firmicutes; Lactobacillales; 
2250050 2250085 60 95 gi 
DSM 20349 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; 


2251575 2251610 60 95 


95 gi 
complete 


gi 
tes; Lactobacillales; Fructobacillus. 
2259231 2259266 60 95 gi 
16S ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; Streptoc 
2407922 2407957 60 95 gi 


avobacteria; Flavobacteriales; Flavoba 
2417246 2417281 60 95 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2418783 2418818 60 95 gi 
S ribosomal RNA, partial sequence 
bacillales; Leuconostoc. 

2420338 2420373 60 95 
ibosomal RNA, partial sequence 
bacillales; Leuconostoc. 


gi 


ibosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2589677 2589712 60 95 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2591256 2591291 60 95 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2592830 2592865 60 95 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
2617510 2617545 60 95 gi 
ain LMG 17710 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
2664407 2664442 60 95 gi 
ain ATCC 15912 16S ribosomal RNA, part 
C 15912 Bacteria; Firmicutes; Lactobac 
2665969 2666004 60 95 gi 
ATCC 10556 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
2673510 2673545 60 95 gi 
rain OND 32 16S ribosomal RNA, complet 
cteria; Firmicutes; Lactobacillales; L 
2705004 2705039 60 95 gi 
n JCM 1039 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
2726135 2726170 60 95 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2908082 2908117 60 95 


gi 


ain FTR1 16S ribosomal RNA, partial se 
Ca 


PL-11 16S ribosomal RNA, partial seque 
Carnobacteriacea 


Lactob 


Fructo 


FS-1 16S ribosomal RNA, partial sequen 


6S ribosomal RNA, partial sequence 2407067 24085 


2417916 24194 


2419471 24209 


2452106 2452141 60 95 gi| 219857418 
in KCTC 9740 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Bacillales; Thermoactinomyceta 

2465676 2465711 60 95 gi|219857406 

16S ribosomal RNA, complete sequence 24647 
tes; Lactobacillales; Lactobacillaceae; Lactobac 

2495779 2495814 60 95 gi| 219857386 
ATCC 700640 16S ribosomal RNA, partial sequence 
a; Firmicutes; Lactobacillales; Streptococcaceae 

2558962 2558997 60 95 gi| 219857338 


2558106 25596 


2725265 27267 


219857622 
quence 
rnobacteri 
219857608 
nce 21855 
e; Carnoba 
219857601 
sequence 
acillaceae 
219857566 
equence 
bacillus. 
219857565 
ce 22507 


219857560 
22583 
occus. 
219857455 


cteriaceae 
219857448 
sequence 
ococcaceae 
219857447 


219857446 


Eubacteriu 
219857275 
25888 
cus. 
219857274 
25903 
cus. 
219857273 
25919 
cus. 
219857254 
al sequenc 
ctobacilla 
219857214 
ial sequen 
illales; §s 
219857213 
sequence 
ococcaceae 
219857207 
e sequence 
actobacill 
219857185 
sequence 
obacillace 
219857170 


ref|NR_025211.1| Carnobacterium 
2168820 2170305 Carnobacterium 

aceae; Carnobacterium. 

ref|NR_025197.1| Carnobacterium 

17 2186981 Carnobacterium viridans 

cterium. 

ref|NR_025189.1| Lactobacillus 
2196082 2197640 Lactobacillus 

; Lactobacillus. 

ref|NR_025154.1| Fructobacillus 
2249193 2250667 Fructobacillus 

ref|NR_025153.1| Fructobacillus 

18 2252192 Fructobacillus ficulneus 

ref|NR_025148.1| Streptococcus iniae 


45 2259880 Streptococcus iniae Bacteria; 


ref|NR_025043.1| Riemerella columbina 
26 Riemerella columbina Bacteria; 
; Riemerella. 
ref|NR_025036.1] Streptococcus 

2416361 2417865 Streptococcus 
; Streptococcus. 
ref|NR_025035.1| Leuconostoc gelidum 
20 Leuconostoc gelidum Bacteria; 
ref|NR_025034.1| Leuconostoc kimchii 
75 Leuconostoc kimchii Bacteria; 
ref|NR_025006.1| Seinonella 

2451243 2452743 Seinonella 
ceae; Seinonella. 
ref|NR_024994.1| Lactobacillus mucosae 
63 2466330 Lactobacillus mucosae 
illus. 
ref|NR_024974.1] Streptococcus 

2494920 2496256 Streptococcus 
; Streptococcus. 
ref|NR_024926.1| Eubacterium aggregans 


14 Eubacterium aggregans Bacteria; 


m. 
ref|NR_024906.1| Enterococcus mundtii 
00 2590328 Enterococcus mundtii Bacteria; 


ref|NR_024905.1] Enterococcus cecorum 
79 2591887 Enterococcus cecorum Bacteria; 
ref|NR_024904.1| Enterococcus dispar 


38 2593451 Enterococcus dispar Bacteria; 
Paralactobacillus 

9 Paralactobacillus 

acillus. 

Streptococcus 

8 Streptococcus 
Streptococcus. 
Streptococcus 

8 Streptococcus 


ref |NR_024885.1 
e 2616635 261812 
ceae; Paralactob 
ref |NR_024842.1 
ce 2663526 266503 
treptococcaceae; 
ref|NR_024841.1 
4 
reptococcus. 
NR_024835.1 
2672606 267416 
aceae; Lactobaci 
ref|NR_024813.1 
2704122 270562 
ae; Lactobacillus. 
ref|NR_024798.1| Bacillus krulwichiae 
71 Bacillus krulwichiae Bacteria; 


Lactobacillus 
4 Lactobacillus 
llus. 

Lactobacillus 
7 Lactobacillus 


219856851 


vitulinus strain ATCC 51145 16S ribosomal RNA, partial sequence 


vitulinus Bacteri 


a; Firmicutes; Bacillales; Staphylococ 


cus. 


ref|NR_024670.1| Staphylococcus 
2907194 2908690 Staphylococcus 


484872 Bacteria_16S 


2909628 2909663 60 


95 


219856850|ref 


gi 


NR_024669.1 


Staphylococcus 


pasteuri strain ATCC51129 16S ribosomal RNA, partial sequence 2908741 2910234 Staphylococcus 
pasteuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

484872 Bacteria_16S 2911172 2911207 60 95 gi| 219856849 |ref|NR_024668.1| Staphylococcus 
lugdunensis strain ATCC 43809 16S ribosomal RNA, partial sequence 2910285 2911776 Staphylococcus 
lugdunensis Bacteria; Firmicutes; Bacillales; Staphylococcus. 

484872 Bacteria_16S 2912714 2912749 60 95 gi|219856848|ref|NR_024667.1| Staphylococcus kloosii 
strain ATCC 43959 16S ribosomal RNA, partial sequence 2911827 2913320 Staphylococcus kloosii 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

484872 Bacteria_16S 2915801 2915836 60 95 gi|219856846|ref|NR_024665.1| Staphylococcus caprae 
strain ATCC 35538 16S ribosomal RNA, partial sequence 2914914 2916405 Staphylococcus caprae 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

484872 Bacteria_16S 2917343 2917378 60 95 gi|219856845|ref|NR_024664.1| Staphylococcus 
arlettae strain ATCC 43957 16S ribosomal RNA, partial sequence 2916456 2917949 Staphylococcus 
arlettae Bacteria; Firmicutes; Bacillales; Staphylococcus. 

484872 Bacteria_16S 2924978 2925013 60 95 gi|219856840|ref|NR_024659.1| Streptococcus peroris 
strain GTC848 16S ribosomal RNA, partial sequence 2924131 2925469 Streptococcus peroris Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

484872 Bacteria_16S 2964102 2964137 60 95 gi|219856814|ref|NR_024633.1| Streptococcus canis 
strain STR Tl 16S ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

484872 Bacteria_16S 3009813 3009848 60 95 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

484872 Bacteria_16S 3024905 3024940 60 95 gi|219846907|ref|NR_026499.1| Enterococcus 
raffinosus strain 1789-79 16S ribosomal RNA, partial sequence 3024035 3025459 Enterococcus 
raffinosus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

484872 Bacteria_16S 3047770 3047805 60 95 gi|219846890|ref|NR_026482.1| Facklamia 
tabacinasalis strain GF112B 16S ribosomal RNA, partial sequence 3046902 3048403 Facklamia 
tabacinasalis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

484872 Bacteria_16S 3090005 3090040 60 95 gi|219846862|ref|NR_026454.1| Granulicatella 
balaenopterae strain M1975/96/1 16S ribosomal RNA, partial sequence 3089141 3090523 Granulicatella 
balaenopterae Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella. 

484872 Bacteria_16S 3140918 3140953 60 95 gi|219846828|ref|NR_026420.1| Gemella bergeri strain 
617-93 16S ribosomal RNA, partial sequence 3140051 3141558 Gemella bergeri Bacteria; Firmicutes; 
Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

484872 Bacteria_16S 3142477 3142512 60 95 gi|219846827|ref|NR_026419.1| Gemella sanguinis 
strain 2045-94 16S ribosomal RNA, partial sequence 3141609 3143118 Gemella sanguinis Bacteria; 
Firmicutes; Bacillales; Bacillales Family XI. Incertae Sedis; Gemella. 

484872 Bacteria_16S 3165320 3165355 60 95 gi|219846812|ref|NR_026404.1| Lactobacillus kunkeei 
strain YH-15 16S ribosomal RNA, partial sequence 3164429 3165945 Lactobacillus kunkeei Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

484872 Bacteria_16S 3216939 3216974 60 95 gi|219846776|ref|NR_026368.1| Streptococcus 
thoraltensis strain S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

484872 Bacteria_16S 3245852 3245887 60 95 gi|219846757|ref|NR_026349.1| Listeria grayi strain 
ATCC19120 16S ribosomal RNA, partial sequence 3244997 3246422 Listeria grayi Bacteria; Firmicutes; 
Bacillales; Listeriaceae; Listeria. 

484872 Bacteria_16S 3274362 3274397 60 95 gi|219846738|ref|NR_026330.1| Eubacterium callanderi 


strain DSM 3662 1 
Firmicutes; Clost 


484872 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


484872 Bacteria_16S 
DSM 8238 16S ribosomal RNA, partial s 
Clostridia; 


fimetarium strain 
fimetarium Bacter 


484872 Bacteria_16S 
DSM 8237 16S ribosomal RNA, partial se 
Clostridia; 


paludosum strain 
paludosum Bacteri 


484872 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


484872 Bacteria_16S 
in DSM 2925 16S ribosomal RNA, partial 
Clostridia; 


carbinolicum stra 
carbinolicum Bact 


wieringae strain 
wieringae Bacteri 


eria; 
484872 Bacteria_16S 
DSM 1911 16S ribosomal RNA, partial se 


ridia; Clostridiales; 


3275871 3275906 60 
ridia; Clostridiales; 
3277390 3277425 60 


Firmicutes; 
3278899 3278934 60 


ia; 


Firmicutes; 
3280418 3280453 60 


a; 
ridia; Clostridiales; 
3281937 3281972 60 


Firmicutes; 
3283461 3283496 60 


a; Firmicutes; 


484872 Bacteria_16S 


3284986 3285021 60 


Clostridia; 


6S ribosomal RNA, partial sequence 3273522 32749 
Eubacteriaceae; 


95 


6S ribosomal RNA, partial sequence 3275046 32765 
Eubacteriaceae; 


95 


cl 
95 


Clo 
95 


6S ribosomal RNA, partial sequence 3279583 32810 


Eubacterium. 
gi|219846737|ref 
Acetobacte 
219846736 
equence 

les; Eubac 
219846735 
quence 

es; Eubact 
219846734 


ref 
32 
teri 
ref 
32 
eria 
ref 


gi 


ostridia 
gi 


stridial 
gi 


Eubacteriaceae; Acetobacterium. 
95 gi| 219846733 |ref|NR_026325.1 
sequence 3281102 328257 
Clostridiales; Eubacteriaceae; Ace 
95 gi| 219846732 |ref|NR_026324.1 
quence 3282621 328409 
Clostridiales; Eubacteriaceae; Acetob 
95 gi|219846731|ref|NR_026323.1 


aceae; 


ceae; 


NR_026329.1 


NR_026328.1 
76555 327802 
Aceto 
NR_026327.1 
78074 327953 
Acetob 
NR_026326.1 


95 Eubacterium callanderi Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 
rium. 


Acetobacterium 

3 Acetobacterium 
bacterium. 
Acetobacterium 

2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 


Acetobacterium woodii 


strain DSM 1030 16S ribosomal RNA, partial sequence 3284145 3285619 Acetobacterium woodii Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; 


Eubacteriaceae; Acetobacterium. 


484872 Bacteria_16S 


strain DSM 6035 16S ribosomal RNA, partial sequence 3304055 33055 
Lactobacillaceae; 


Firmicutes; 
484872 Bacteria_16S 


strain DSM 4864 16S ribosomal RNA, partial sequence 3305595 33071 
Lactobacillaceae; 


Firmicutes; 
484872 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
484872 Bacteria_16S 


strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 35264 
Clostridiaceae; 


Firmicutes; 
484872 Bacteria_16S 


strain DSM 8715 16S ribosomal RNA, 
Bacillales; 


Firmicutes; 
484872 Bacteria_16S 


anatipestifer strain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 370430 
anatipestifer Bacteria; 


484872 Bacteria_16S 
strain AW 25 16S 
Firmicutes; 
484872 Bacteria_16S 


Lactobacillales; 


Lactobacillales; 


Clostridia; 


3304932 3304967 60 


3306472 3306507 60 


3361260 3361295 60 


3525759 3525794 60 


Clostridiales; 
3544261 3544296 60 


Bacillaceae; 
3703780 3703815 60 


Bacteroidetes; 
3845095 3845130 60 


Staphylococcus. 
3861656 3861691 60 


F275 16S ribosomal RNA, partial sequence 


Lactobacillales; 
484872 Bacteria_16S 


Lactobacillaceae; 


3863213 3863248 60 


Bacillales; 


95 


95 


95 


95 


95 


95 


Flavobacteria; 


ribosomal RNA, partial sequence 
Bacillales; 


Lactobacillus. 


strain Q-1 16S ribosomal RNA, partial sequence 


Bacteroidetes; 
484872 Bacteria_16S 
strain 2917B 16S 
Firmicutes; 
484872 Bacteria_16S 

strain ATCC 10379 16S 
Bacteria; Firmicutes; 
484872 Bacteria_16S 

muriaticus strain X-1l 
Bacteria; Firmicutes; 
484872 Bacteria_16S 


adiacens strain GIFU 12706 16S ribosomal RNA, 
Lactobacillales; 


adiacens Bacteria; 
484872 Bacteria_16S 


laevolacticus strain M-8 16S ribosomal RNA, 
laevolacticus Bacteria; 


484872 Bacteria_16S 
strain PAT 05 16S 
Firmicutes; 
484872 Bacteria_16S 
lactatifermentans 
lactatifermentans 
484872 Bacteria_16S 


Bacteroidia; 


Firmicutes; 


Bacillales; 


Bacteria; 


3872321 3872356 60 


3873908 3873943 60 


3897205 3897240 60 


3932260 3932295 60 


3958626 3958661 60 


Firmicutes; 
4102655 4102690 60 


Bacillaceae; 
4220212 4220247 60 


Firmicutes; 
4221763 4221798 60 


JMM-4 16S ribosomal RNA, partial sequence 


Bacillales; 
484872 Bacteria_16S 


marimammalium strain M54/01/1 16S ribosomal RNA, partial sequence 
marimammalium Bacteria; 


484872 Bacteria_16S 


ferriphilum strain P3a 16S ribosomal RNA, partial sequence 


Bacillaceae; 


Anaerobacillus. 
4242790 4242825 60 


Firmicutes; 
795895 795952 40 


Bacteroidales; 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family XI. 


complete sequence 
Bacillales; 


95 


ribosomal RNA, partial sequence 
Bacillus. 


95 


Clostridia; 


95 


4220889 4222400 Bacil 


95 


Lactobacillales; 


95 


gi 


Lactobacillus. 


gi 


Lactobacillus. 


gi 


DSM 20408 16S ribosomal RNA, partial 


Firmicutes; Bacillaceae; 


gi 


gi 


complete sequence 3543393 35448 
Bacillus. 


gi 


ribosomal RNA, partial sequence 
Bacillales; Bacillales Family XI. 


16S ribosomal RNA, partial sequence 
Lactobacillales; 


gi 


4101786 41031 


gi 


strain G17 16S ribosomal RNA, partial sequence 
Clostridiales; 


gi 


gi 


gi 


219846718 


219846717 


219846676 


sequence 


219846559 


219846547 


219846434 


219846151 


219846061 


219846060 


219846040 


265678515 


ref 


44 Lactobacillus 


ref 


06 Lactobacillus 


ref 


3360383 33619 
Marinococcus. 


ref 


ref 


ref 


Flavobacteriales; 


3957761 395924 
Sporolactobacillaceae; 


ref 


ref 


4219342 422083 
cl 


ref 


lus 


ref 


4241925 424342 
Streptococcaceae 


ref 


795040 796555 Leptos 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


484872 Bacteria_16S 


ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptos 


1432364 1432421 40 


95 


gi 


224581434 


ref 


Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 


484872 Bacteria_16S 
aliphaticivorans 
aliphaticivorans 
Desulfatibacillum. 
484872 Bacteria_16S 


polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequenc 
Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacterales Family I 


484872 Bacteria_16S 


strain TMAO3 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 


Bacteria; 


4165522 4165563 54 


269988 270056 29 


549351 549419 29 


Proteobacteria; 


95 


95 


95 


gi 


gi 


gi 


219846104 


265678880 


II. 
265678686 


ref 


strain CV2803 16S ribosomal RNA, partial sequence 4164674 416611 
Deltaproteobacteria; Desul 


ref 


Incertae S 
ref 


NR_026310.1 


NR_026309.1 


NR_026268.1 


NR_026151.1 


NR_026139.1 


NR_026025.1 


Sporolacto 
NR_025741.1 
NR_025651.1 
ostridiaceae 
NR_025650.1 
macyae Bacte 
NR_025630.1 
; Streptococ 
NR_028818.1 


NR_027216.1 


NR_025694.1 
fobacterales 


NR_029186.1 
e 269183 


edis; Thermo 


Flavobacteriaceae; 


Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 


oris Bacteria; 


Marinococcus 


02 Marinococcus 


Clostridium colinum 


07 Clostridium colinum Bacteria; 
Clostridium. 


Bacillus pseudofirmus 


98 Bacillus pseudofirmus Bacteria; 


Riemerella 
0 Riemerella 
Riemerella. 
Staphylococcus warneri 


44228 3845697 Staphylococcus warneri Bacteria; 


Lactobacillus reuteri 
Bacteria; Firmicutes; 


Rikenella microfusus 


Gemella morbillorum 


Gemella haemolysans 


a haemolysans ATCC 10379 


Tetragenococcus 
enococcus muriaticus 


Granulicatella 
8 Granulicatella 


95 gi|219846332|ref|NR_025922.1 
38 

95 gi|219846321|ref|NR_025911.1 

3860745 3862279 Lactobacillus reuteri 

95 gi|219846320|ref|NR_025910.1 
3862330 3863801 Rikenella microfusus Bacteria; 

Rikenellaceae; Rikenella. 

95 gi|219846314|ref|NR_025904.1 

3871442 3872977 Gemella morbillorum Bacteria; 
Incertae Sedis; Gemella. 

95 gi|219846313|ref|NR_025903.1 

3873028 3874564 Gemell 

Incertae Sedis; Gemella. 

95 gi| 219846297 |ref|NR_025887.1 

3896331 3897842 Tetrag 

Enterococcaceae; Tetragenococcus. 

95 gi|219846272|ref|NR_025862.1 

complete sequence 3931373 393277 

Carnobacteriaceae; Granulicatella 

95 gi| 219846253 |ref|NR_025843.1 


Sporolactobacillus 

4 Sporolactobacillus 
bacillus. 

Bacillus patagoniensis 


87 Bacillus patagoniensis Bacteria; 


Clostridium 
8 Clostridium 
; Clostridium. 
Bacillus macyae strain 
ria; Firmicutes; 


Streptococcus 

4 Streptococcus 

cus. 

Leptospirillum 
pirillum ferriphilum 


Leptospirillum 
pirillum ferrooxidans 


Desulfatibacillum 
9 Desulfatibacillum 


; Desulfobacteraceae; 


Thermoanaerobacterium 
270620 


anaerobacterium. 


NR_028991.1 


Sporomusa aerivorans 


548509 550044 Sporomusa aerivorans Bacteria; 
Clostridiales; Veillonellaceae; 


Sporomusa. 


484872 Bacteria_16S 643476 643544 29 95 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

484872 Bacteria_16S 1062020 1062052 63 95 gi|265678336|ref|NR_028638.1| Chitinophaga 
japonensis strain 758 16S ribosomal RNA, partial sequence 1061167 1062648 Chitinophaga japonensis 
Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Chitinophagaceae; Chitinophaga. 

484872 Bacteria_16S 1748199 1748267 29 95 gi|219878375|ref|NR_025514.1| Megamonas hypermegale 


strain DSM 1672 1 
Firmicutes; Clost 
484872 Bacteria_16S 
vibrioides strain 
vibrioides Bacteria; 
484872 Bacteria_16S 
strain DSM 2875 1 
Firmicutes; Clost 
484872 Bacteria_16S 
strain DSM 5090 1 
Firmicutes; Clost 
484872 Bacteria_16S 
burkinensis strai 
burkinensis Bacteria; 
484872 Bacteria_16S 

strain DSM 5192 1 
Firmicutes; Clost 
484872 Bacteria_16S 
micronuciformis s 
micronuciformis B 
484872 Bacteria_16S 
acidaminophila st 


ridia; 
FKBS1 16S ribosomal RNA, 
Firmicutes; 


ridia; 


ridia; 


ridia; 


acteria; 


1880455 1880523 29 95 


Clostridia; 


1882036 1882104 29 95 


1883612 1883680 29 95 


2049590 2049658 29 95 


Clostridia; 


2051150 2051218 29 95 


2140892 2140960 29 95 
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M 
219878279 
uence 
les; 

219878278 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 
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484872 Bacteria_16S 2883878 2883946 29 95 gi|219856869|ref|NR_024688.1| Thermacetogenium 
phaeum strain PB 16S ribosomal RNA, partial sequence 2883064 2884525 Thermacetogenium phaeum Bacteria; 
Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermacetogenium. 

484872 Bacteria_16S 3203337 3203397 37 95 gi| 219846786 |ref|NR_026378.1| Sporomusa silvacetica 
strain DG-1 16S ribosomal RNA, partial sequence 3202501 3203981 Sporomusa silvacetica Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

484872 Bacteria_16S 3322996 3323064 29 95 gi|219846704|ref|NR_026296.1| Thermoanaerobacterium 
aotearoense strain JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 3323672 Thermoanaerobacterium 
aotearoense Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. 
Incertae Sedis; Thermoanaerobacterium. 

484872 Bacteria_16S 3585288 3585356 29 95 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

484872 Bacteria_16S 23536 23571 60 95 gi|265679048|ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

484872 Bacteria_16S 105334 105369 60 95 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
484872 Bacteria_16S 106859 106894 60 95 gi|265678991|ref|NR_029299.1| Acetohalobium 
arabaticum strain Z-7288 16S ribosomal RNA, partial sequence 106000 107471 Acetohalobium 
arabaticum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Acetohalobium. 

484872 Bacteria_16S 132834 132869 60 95 gi|265678974|ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

484872 Bacteria_16S 202945 202980 60 95 gi|265678928|ref|NR_029236.1| Coprothermobacter 
proteolyticus strain BT 16S ribosomal RNA, partial sequence 202087 203611 Coprothermobacter 
proteolyticus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; 
Coprothermobacter. 

484872 Bacteria_16S 308066 308101 60 95 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

484872 Bacteria_16S 309587 309622 60 95 gi|265678854|ref|NR_029160.1| Ruminococcus callidus 
strain ATCC 27760 16S ribosomal RNA, partial sequence 308774 310144 Ruminococcus callidus 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

484872 Bacteria_16S 340321 340356 60 95 gi|265678831|ref|NR_029136.1| Pediococcus parvulus 
strain S-182 16S ribosomal RNA, partial sequence 339450 340885 Pediococcus parvulus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

484872 Bacteria_16S 386776 386811 60 95 gi|265678797|ref|NR_029102.1| Hydrocarboniphaga 
effusa strain AP103 16S ribosomal RNA, partial sequence 385921 387397 Hydrocarboniphaga effusa 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Hydrocarboniphaga. 
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484872 Bacteria_16S 947278 947313 60 95 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
taeniospiralis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Hydrogenophaga. 

484872 Bacteria_16S 948844 948879 60 95 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

484872 Bacteria_16S 950405 950440 60 95 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
strain 133 16S ribosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

484872 Bacteria_16S 951964 951999 60 95 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
strain 146 16S ribosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

484872 Bacteria_16S 1037659 1037694 60 95 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 
strain 7-1 16S ribosomal RNA, partial sequence 1036784 1038267 Curvibacter gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

484872 Bacteria_16S 1079842 1079877 60 95 gi|265678323|ref|NR_028625.1| Acetobacter orientalis 
strain 21F-2 16S ribosomal RNA, partial sequence 1079018 1080418 Acetobacter orientalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

484872 Bacteria_16S 1093567 1093602 60 95 gi|265678314|ref|NR_028616.1| Acetobacter 
indonesiensis strain 5H-1 16S ribosomal RNA, partial sequence 1092739 1094192 Acetobacter 
indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

484872 Bacteria_16S 1095012 1095047 60 95 gi|265678313|ref|NR_028615.1| Acetobacter peroxydans 
strain NBRC 13755 16S ribosomal RNA, partial sequence 1094243 1095577 Acetobacter peroxydans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

484872 Bacteria_16S 1096452 1096487 60 95 gi|265678312|ref|NR_028614.1| Acetobacter 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 1095628 1097070 Acetobacter 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

484872 Bacteria_16S 1140420 1140455 60 95 gi|253680763|ref|NR_028011.1| Salinisphaera 
shabanensis strain E1L3A 16S ribosomal RNA, complete sequence 1139586 1141025 Salinisphaera 
shabanensis Bacteria; Proteobacteria; Gammaproteobacteria; Salinisphaerales; Salinisphaeraceae; 
Salinisphaera. 

484872 Bacteria_16S 1184296 1184331 60 95 gi|228717037|ref|NR_027558.1| Anaerotruncus 
colihominis DSM 17241 16S ribosomal RNA, partial sequence 1183485 1184849 Anaerotruncus colihominis DSM 
17241 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Anaerotruncus. 

484872 Bacteria_16S 1197991 1198026 60 95 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
484872 Bacteria_16S 1241786 1241829 53 95 gi|219878120|ref|NR_025259.1| Sulfurihydrogenibium 
azorense Az-Ful strain Az-Ful 16S ribosomal RNA, partial sequence 1240965 1242411 Sulfurihydrogenibium 
azorense Az-Ful Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Sulfurihydrogenibium. 

484872 Bacteria_16S 1244789 1244824 60 95 gi|219857537|ref|NR_025125.1| Desulfitobacterium 
metallireducens strain 853-15 16S ribosomal RNA, partial sequence 1243915 1245428 Desulfitobacterium 
metallireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
484872 Bacteria_16S 1301792 1301827 60 95 gi|219846639|ref|NR_026231.1| Caldicellulosiruptor 
lactoaceticus 6A 16S ribosomal RNA, partial sequence 1300923 1302427 Caldicellulosiruptor lactoaceticus 6A 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

484872 Bacteria_16S 1304902 1304937 60 95 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

484872 Bacteria_16S 1313944 1313979 60 95 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
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484872 Bacteria_16S 1551962 1551997 60 95 gi|219857243|ref|NR_024871.1| Aquabacterium 
citratiphilum strain B4 16S ribosomal RNA, partial sequence 1551112 1552529 Aquabacterium citratiphilum 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacterium. 

484872 Bacteria_16S 1577413 1577448 60 95 gi|219846510|ref|NR_026102.1| Clostridium 
papyrosolvens DSM 2782 16S ribosomal RNA, complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
2782 Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

484872 Bacteria_16S 1581934 1581969 60 95 gi|219878490|ref|NR_025629.1| Rhodovarius 
lipocyclicus strain CCUG 44693 16S ribosomal RNA, partial sequence 1581111 1582568 Rhodovarius 
lipocyclicus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodovarius. 

484872 Bacteria_16S 1583488 1583523 60 95 gi|219878489|ref|NR_025628.1| Viridibacillus arenosi 
strain LMG 22166 16S ribosomal RNA, partial sequence 1582619 1584124 Viridibacillus arenosi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

484872 Bacteria_16S 1585043 1585078 60 95 gi|219878488|ref|NR_025627.1| Viridibacillus arvi 
strain LMG 22165 16S ribosomal RNA, partial sequence 1584175 1585679 Viridibacillus arvi Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

484872 Bacteria_16S 1693272 1693307 60 95 gi|219878412|ref|NR_025551.1| Desulfosporosinus 
auripigmenti strain OREX-4 16S ribosomal RNA, partial sequence 1692386 1693917 Desulfosporosinus 
auripigmenti Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 

484872 Bacteria_16S 1749723 1749758 60 95 gi|219878374|ref|NR_025513.1| Acetobacter malorum 
strain LMG 1746 16S ribosomal RNA, partial sequence 1748919 1750360 Acetobacter malorum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

484872 Bacteria_16S 1751215 1751250 60 95 gi|219878373|ref|NR_025512.1| Acetobacter cerevisiae 
strain LMG 1625 16S ribosomal RNA, partial sequence 1750411 1751852 Acetobacter cerevisiae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

484872 Bacteria_16S 1885225 1885260 60 95 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
strain DSM 3132 16S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

484872 Bacteria_16S 1918390 1918425 60 95 gi|219878249|ref|NR_025388.1| Pediococcus inopinatus 
strain DSM 20285 16S ribosomal RNA, partial sequence 1917484 1919034 Pediococcus inopinatus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Pediococcus. 

484872 Bacteria_16S 2089367 2089402 60 95 gi|219878130|ref|NR_025269.1| Nevskia ramosa strain 
Soel 16S ribosomal RNA, partial sequence 2088549 2089942 Nevskia ramosa Bacteria; Proteobacteria; 
Gammaproteobacteria; Xanthomonadales; Sinobacteraceae; Nevskia. 

484872 Bacteria_16S 2106106 2106141 60 95 gi|219878116|ref|NR_025255.1| Brumimicrobium 
glaciale strain ACAM 644 16S ribosomal RNA, partial sequence 2105286 2106656 Brumimicrobium 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Cryomorphaceae; Brumimicrobium. 
484872 Bacteria_16S 2109120 2109155 60 95 gi|219873437|ref|NR_026099.2| Clostridium aldrichii 
strain P-1 16S ribosomal RNA, partial sequence 2108290 2109771 Clostridium aldrichii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

484872 Bacteria_16S 2154447 2154482 60 95 gi|219857632|ref|NR_025221.1| Rubritepida flocculans 
strain H-8 16S ribosomal RNA, partial sequence 2153652 2155080 Rubritepida flocculans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Rubritepida. 

484872 Bacteria_16S 2160471 2160506 60 95 gi|219857628|ref|NR_025217.1| Swaminathania 
salitolerans strain PA 51 16S ribosomal RNA, partial sequence 2159648 2161102 Swaminathania 
salitolerans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Swaminathania. 

484872 Bacteria_16S 2178783 2178818 60 95 gi|219857614|ref|NR_025203.1| Ramlibacter 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 2177978 2179370 Ramlibacter 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
484872 Bacteria_16S 2231748 2231783 60 95 gi|219857578|ref|NR_025166.1| Persephonella 
guaymasensis strain H2 16S ribosomal RNA, partial sequence 2230913 2232371 Persephonella guaymasensis 
Bacteria; Aquificae; Aquificales; Hydrogenothermaceae; Persephonella. 

484872 Bacteria_16S 2304832 2304867 60 95 gi|219857526|ref|NR_025114.1]| Xenophilus azovorans 


strain KF46F 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 


2303983 2305466 Xenophilus azovorans Bacteria; 


484872 Bacteria_16S 
alkaliphilus strain T8 16S ribosomal RNA, partial sequence 
Salinicoccus. 


Bacteria; 


strain KCTC 12005 


Firmicutes; 
484872 Bacteria_16S 


2313974 2314009 60 


Bacillales; 
2315478 2315513 60 


95 


95 


16S ribosomal RNA, partial sequence 


219857520 
23131 


gi 


219857519 
23146 


gi 


ref 


ref 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


484872 Bacteria_16S 
sulfidophilum strain BR4 16S ribosomal RNA, 
sulfidophilum Bacteria; 
484872 Bacteria_16S 

marinus strain srl2 16S ribosomal RNA, partial sequence 
Synergistetes; 
484872 Bacteria_16S 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 24116 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 
484872 Bacteria_16S 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 
484872 Bacteria_16S 
cinnamivorans strain CIN1 16S ribosomal RNA, partial sequence 
cinnamivorans Bacteria; 
484872 Bacteria_16S 


Bacteria; 


Bacteria; 


paradoxus strain 


Bacteria; 


Bacteria; 


johannae Bacteria; 
Gluconacetobacter. 


484872 Bacteria_16S 


strain CCUG 2113 


strain ATCC 19624 


Bacteria; 


intermedia strain 
Bacteria; 


Firmicutes; 
484872 Bacteria_16S 


2339557 2339592 60 


Firmicutes; 
2351638 2351673 60 


Synergistia; 
2410996 2411031 60 
2424919 2424954 60 
2430722 2430757 60 

Firmicutes; 
2441426 2441461 60 


2470281 2470316 60 


2509374 2509409 60 


2545142 2545177 60 
2546698 2546733 60 
2548256 2548291 60 
Clostridia; 
2645032 2645067 60 
2682657 2682692 60 
Firmicutes; 


2695828 2695863 60 


2709518 2709553 60 


95 


95 


Synergistales; 


95 


95 


95 


Clostridia; 


95 


ARh1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 
484872 Bacteria_16S 
nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 
484872 Bacteria_16S 
johannae strain CFN-Cf£55 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospir 


95 


95 


95 


16S ribosomal RNA, partial sequence 2544276 25457 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
484872 Bacteria_16S 


95 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
484872 Bacteria_16S 
meridiei strain S10 16S ribosomal RNA, partial sequence 
Clostridiales; 


95 


95 


S1 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 
484872 Bacteria_16S 
straminisolvens strain CSK1 16S ribosomal RNA, partial 
straminisolvens Bacteria; 
484872 Bacteria_16S 
floricola strain S-877 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
484872 Bacteria_16S 


95 


Clostridia; 


95 


95 


strain AA08 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
484872 Bacteria_16S 


2744103 2744138 60 


95 


strain T7 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 
484872 Bacteria_16S 
nitroreducens strain NA10B 16S ribosomal RNA, partial sequence 
nitroreducens Bacteria; 


Diaphorobacter. 


484872 Bacteria_16S 


2749805 2749840 60 
Proteobacteria; 


2761881 2761916 60 


95 


Betaproteobacteria; 


95 


strain Yo-3 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
484872 Bacteria_16S 
S60-1 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
484872 Bacteria_16S 


2810122 2810157 60 


2825168 2825203 60 


95 


95 


strain 71 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
484872 Bacteria_16S 


2848061 2848096 60 


95 


complete sequence 
Clostridia; 


2809318 2810728 Asaia 


gi| 219857502 
Clostridiales; 

gi|219857493 
23507 


gi] 219857453 


219857442 
24240 


gi 


gi] 219857437 
Clostridiales; Ru 

gi|219857426 
24405 
Ecto 
219857403 
24694 
Ecto 
219857371 


gi 


gi 


gi| 219857347 


219857346 
25458 


gi 


219857345 
25473 
Peptococcaceae; 
gi| 219857228 
26441 
Co. 
219857201 
sequence 
Clostridiales; 
gi|219857191 
26950 


gi 


gi 


gi|219857182 
2708714 27101 
Acetobacte 
gi|219857158 
2743252 27447 


gi|219857154 


Burkh 
gi|219857145 
2761077 27624 


Acetobacte 
219857110 


gi 


Asaia. 

gi| 219856907 
2824364 28257 
Acetobacte 


gi| 219856892 


He 


Halo 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ae; 
ref 


ae; 


ref 


ref 


ref 


Clos 
ref 


Acet 
ref 


race 
ref 


ae; 
ref 


olde 
ref 
race 
ref 
sia 
ref 


race 
ref 


2338702 234021 
liobacteriaceae; 


96 2352265 Dethi 
Synergistaceae; 


42 2425535 Halot 
thiobacillaceae; 


2429869 243135 
minococcaceae; Papillibacter. 


72 2442029 Thioal 
thiorhodospiraceae; 


12 2470870 Thioal 
thiorhodospiraceae; 


2508571 251001 
illales; 


37 2547323 Hylemo 


74 2548878 Desulf 
Desulfosporosinu 


82 2645662 Hydrog 
mamonadaceae; 


2681812 268325 


10 2696445 Saccha 


2748935 275045 


NR_025108.1 


NR_025107.1 


Comamonas. 


NR_025090.1 


NR_025081.1 


NR_025041.1 


NR_025030.1 


NR_025025.1 


NR_025014.1 


NR_024991.1 


NR_024959.1 


NR_024935.1 


Acidovorax. 
NR_024934.1 


Hylemonella. 
NR_024933.1 


NR_024856.1 


Hy 
NR_024829.1 


tridiaceae; 
NR_024819.1 


obacteraceae 
NR_024810.1 


ae; Asaia. 
NR_024786.1 


Delftia. 
NR_024782.1 


riales; Coma 
NR_024773.1 
ae; Kozakia. 
NR_024738.1 
mensis Bacte 


NR_024728.1 


ae; Asaia. 
NR_024711.1 


Salinicoccus 


25 2314583 Salinicoccus alkaliphilus 


Comamonas koreensis 


34 2316097 Comamonas koreensis Bacteria; 


Heliobacterium 
4 Heliobacterium 
Heliobacterium. 
Dethiosulfovibrio 


osulfovibrio marinus 
Dethiosulfovibrio. 


Tepidimonas ignava 


48 Tepidimonas ignava Bacteria; 


Halothiobacillus 


hiobacillus kellyi 


Halothiobacillus. 
Papillibacter 
9 Papillibacter 


Thioalkalivibrio 
kalivibrio paradoxus 
Thioalkalivibrio. 
Thioalkalivibrio 
kalivibrio nitratis 
Thioalkalivibrio. 
Gluconacetobacter 
7 Gluconacetobacter 


Acetobacteraceae; 


Acidovorax facilis 


86 Acidovorax facilis Bacteria; 


Hylemonella gracilis 
nella gracilis Bacteria; 


Desulfosporosinus 

osporosinus meridiei 

Ss. 

Hydrogenophaga 

enophaga intermedia 

drogenophaga. 

Clostridium 

8 Clostridium 

Clostridium. 

Saccharibacter 

ribacter floricola 

; Saccharibacter. 
Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Delftia tsuruhatensis 


07 Delftia tsuruhatensis Bacteria; 


Diaphorobacter 
5 Diaphorobacter 
monadaceae; 


Kozakia baliensis 


91 Kozakia baliensis Bacteria; 


Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


Delftia acidovorans 


strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 


484872 Bacteria_16S 2849622 2849657 60 95 gi|219856891|ref|NR_024710.1| Pelomonas 
saccharophila strain DSM 654 16S ribosomal RNA, partial sequence 2848765 2850266 Pelomonas 
saccharophila Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas. 
484872 Bacteria_16S 2862037 2862072 60 95 gi| 219856883 |ref|NR_024702.1| Curvibacter 
lanceolatus strain ATCC 14669 16S ribosomal RNA, partial sequence 2861171 2862678 Curvibacter 
lanceolatus Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 
484872 Bacteria_16S 2918856 2918891 60 95 gi|219856844|ref|NR_024663.1| Hydrogenophilus 
thermoluteolus strain TH-1 16S ribosomal RNA, partial sequence 2918000 2919460 Hydrogenophilus 
thermoluteolus Bacteria; Proteobacteria; Betaproteobacteria; Hydrogenophilales; Hydrogenophilaceae; 
Hydrogenophilus. 
484872 Bacteria_16S 2936865 2936900 60 95 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 
484872 Bacteria_16S 2997628 2997671 53 95 gi|219846925|ref|NR_026517.1| Acidithiobacillus 
caldus strain KU 16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 
484872 Bacteria_16S 3003821 3003856 60 95 gi|219846921|ref|NR_026513.1| Gluconacetobacter 
europaeus strain DES11 16S ribosomal RNA, partial sequence 3002997 3004478 Gluconacetobacter europaeus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
484872 Bacteria_16S 3014362 3014397 60 95 gi|219846914|ref|NR_026506.1| Acidovorax defluvii 
strain BSB411 16S ribosomal RNA, complete sequence 3013492 3015017 Acidovorax defluvii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
484872 Bacteria_16S 3017433 3017468 60 95 gi|219846912|ref|NR_026504.1| Orenia salinaria 
strain SG3902 16S ribosomal RNA, partial sequence 3016582 3017918 Orenia salinaria Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
484872 Bacteria_16S 3084030 3084065 60 95 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 
sulfurophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
484872 Bacteria_16S 3118503 3118538 60 95 gi|219846843|ref|NR_026435.1| Gluconacetobacter 
intermedius strain TF2 16S ribosomal RNA, complete sequence 3117680 3119160 Gluconacetobacter intermedius 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
484872 Bacteria_16S 3130524 3130559 60 95 gi|219846835|ref|NR_026427.1| Halanaerobacter 
salinarius strain SG3903 16S ribosomal RNA, partial sequence 129667 3131049 Halanaerobacter 
salinarius Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
484872 Bacteria_16S 3154636 3154671 60 95 gi|219846819|ref|NR_026411.1| Desulfosporosinus 
orientis strain DSM 765 16S ribosomal RNA, partial sequence 3153764 3155274 Desulfosporosinus orientis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfosporosinus. 


w 


484872 Bacteria_16S 3174419 3174454 60 95 gi|219846805|ref|NR_026397.1| Thermoanaerobacter 
mathranii strain A3 16S ribosomal RNA, partial sequence 3173565 3175071 Thermoanaerobacter mathranii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
484872 Bacteria_16S 3219993 3220028 60 95 gi|219846774|ref|NR_026366.1| Coprothermobacter 
platensis strain 3R 16S ribosomal RNA, partial sequence 3219155 3220600 Coprothermobacter platensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Coprothermobacter. 
484872 Bacteria_16S 3269745 3269780 60 95 gi|219846741|ref|NR_026333.1| Leptothrix mobilis 


strain Feox-1 16S ribosomal RNA, complete sequence 3268876 3270396 Leptothrix mobilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
484872 Bacteria_16S 3288015 3288050 60 95 gi|219846729|ref|NR_026321.1| Thermodesulfovibrio 
islandicus strain Rlha3 16S ribosomal RNA, partial sequence 3287191 3288591 Thermodesulfovibrio islandicus 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Thermodesulfovibrio. 
484872 Bacteria_16S 3303350 3303385 60 95 gi|219846719|ref|NR_026311.1| Salinicoccus roseus 
strain DSM 5351 16S ribosomal RNA, complete sequence 3302462 3304004 Salinicoccus roseus Bacteria; 
Firmicutes; Bacillales; Salinicoccus. 


484872 Bacteria_16S 3373328 3373363 60 95 gi|219846668|ref|NR_026260.1| Halanaerobacter 
lacunarum strain DSM 6640 16S ribosomal RNA, partial sequence 3372496 3373950 Halanaerobacter 
lacunarum Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Halanaerobacter. 
484872 Bacteria_16S 3374847 3374882 60 95 gi|219846667|ref|NR_026259.1| Orenia marismortui 


strain DSM 5156 16S ribosomal RNA, partial sequence 3374001 3375476 Orenia marismortui Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Orenia. 
484872 Bacteria_16S 3418715 3418750 60 95 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 
484872 Bacteria_16S 3446756 3446791 60 95 gi|219846612|ref|NR_026204.1| Clostridium viride 
strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
484872 Bacteria_16S 3553477 3553512 60 95 gi|219846541|ref|NR_026133.1| Gluconacetobacter 
hansenii strain NCIB 8746 16S ribosomal RNA, partial sequence 3552654 3554134 Gluconacetobacter 
hansenii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconacetobacter. 
484872 Bacteria_16S 3555008 3555043 60 95 gi|219846540|ref|NR_026132.1| Gluconacetobacter 
liquefaciens strain IFO 12388 16S ribosomal RNA, partial sequence 3554185 3555667 Gluconacetobacter 


liquefaciens Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter. 


484872 Bacteria_16S 3570136 3570171 60 95 gi|219846529|ref|NR_026121.1| Acetobacter aceti 
strain NCIB 8621, DSM 3508 16S ribosomal RNA, partial sequence 3569313 3570792 Acetobacter aceti 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter; 
Acetobacter subgen. Acetobacter. 

484872 Bacteria_16S 3574686 3574721 60 95 gi|219846526|ref|NR_026118.1]| Gluconobacter oxydans 
strain DSM 3503 16S ribosomal RNA, partial sequence 3573863 3575338 Gluconobacter oxydans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconobacter. 

484872 Bacteria_16S 3589966 3590001 60 95 gi|219846516|ref|NR_026108.1| Ideonella dechloratans 
strain Anox B 16S ribosomal RNA, partial sequence 3589120 3590619 Ideonella dechloratans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ideonella. 

484872 Bacteria_16S 3591493 3591528 60 95 gi|219846515|ref|NR_026107.1| Acetobacter 
pasteurianus strain LMD 22.1 16S ribosomal RNA, partial sequence 3590670 3592148 Acetobacter 
pasteurianus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

484872 Bacteria_16S 3594553 3594588 60 95 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

484872 Bacteria_16S 3600754 3600789 60 95 gi|219846506|ref|NR_026098.1| Dolosigranulum pigrum 
strain R91/1468 16S ribosomal RNA, partial sequence 3599877 3601399 Dolosigranulum pigrum Bacteria; 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosigranulum. 

484872 Bacteria_16S 3666021 3666056 60 95 gi|219846461|ref|NR_026053.1| Dehalobacter 
restrictus strain PER-K23 16S ribosomal RNA, partial sequence 3665143 3666628 Dehalobacter 
restrictus Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Dehalobacter. 

484872 Bacteria_16S 3685685 3685720 60 95 gi| 219846447 |ref|NR_026038.1| Desulfitobacterium 
chlororespirans strain Co23 16S ribosomal RNA, partial sequence 3684807 3686313 Desulfitobacterium 
chlororespirans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfitobacterium. 
484872 Bacteria_16S 3718720 3718755 60 95 gi|219846424|ref|NR_026015.1| Halothiobacillus 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 3717841 3719344 Halothiobacillus 
halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

484872 Bacteria_16S 3794945 3794980 60 95 gi|219846367|ref|NR_025958.1| Polaromonas vacuolata 
strain 34-P 16S ribosomal RNA, partial sequence 3794096 3795549 Polaromonas vacuolata Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

484872 Bacteria_16S 3816279 3816314 60 95 gi|219846352|ref|NR_025943.1| Halothiobacillus 
hydrothermalis strain R3 16S ribosomal RNA, partial sequence 3815400 3816903 Halothiobacillus 
hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 
Halothiobacillus. 

484872 Bacteria_16S 3830024 3830059 60 95 gi|219846342|ref|NR_025932.1| Heliobacterium chlorum 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 3830684 Heliobacterium chlorum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliobacterium. 

484872 Bacteria_16S 3851052 3851087 60 95 gi|219846328|ref|NR_025918.1| Bacteroides 
cellulosolvens strain ATCC 35603 16S ribosomal RNA, partial sequence 3850218 3851681 Bacteroides 
cellulosolvens ATCC 35603 Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; unclassified 
Ruminococcaceae. 

484872 Bacteria_16S 3852561 3852596 60 95 gi| 219846327 |ref|NR_025917.1| Acetivibrio 
cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 3851732 3853195 Acetivibrio 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 

484872 Bacteria_16S 3854114 3854149 60 95 gi|219846326|ref|NR_025916.1| Leptothrix discophora 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 3854730 Leptothrix discophora Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 

484872 Bacteria_16S 3881626 3881661 60 95 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

484872 Bacteria_16S 3942330 3942365 60 95 gi|219846264|ref|NR_025854.1| Acidiphilium rubrum 
strain OP 16S ribosomal RNA, partial sequence 3941522 3942934 Acidiphilium rubrum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

484872 Bacteria_16S 3943791 3943826 60 95 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

484872 Bacteria_16S 3945250 3945285 60 95 gi|219846262|ref|NR_025852.1| Acidocella facilis 
strain PW2 16S ribosomal RNA, partial sequence 3944448 3945854 Acidocella facilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidocella. 

484872 Bacteria_16S 3946711 3946746 60 95 gi|219846261|ref|NR_025851.1| Acidiphilium cryptum 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 3947317 Acidiphilium cryptum Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

484872 Bacteria_16S 3948176 3948211 60 95 gi|219846260|ref|NR_025850.1| Acidiphilium angustum 


strain KLB 16S ribosomal RNA, partial sequence 


3947368 3948780 Acidiphilium angustum Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 


484872 Bacteria_16S 


strain 101 16S ri 


3949632 3949667 60 


95 


bosomal RNA, partial sequence 


gi 
39 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


484872 Bacteria_16S 


strain ATH 2.2.1 
Proteobacteria; B 
strain FR2 16S ri 
Proteobacteria; B 


denitrificans str 
denitrificans Bac 


484872 Bacteria_16S 
AM 14193 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobacteria; 


centenum strain I 
centenum Bacteria 
Rhodospirillum. 


484872 Bacteria_16S 


strain 50-1 BON 1 
Firmicutes; Clost 
Mahella. 


484872 Bacteria_16S 


phenolicus strain 
phenolicus Bacter 


484872 Bacteria_16S 


strain CLN-1 16S 


Proteobacteria; B 


484872 Bacteria_16S 


nitratireducens s 
nitratireducens B 


484872 Bacteria_16S 


thermodepolymeran 
thermodepolymeran 
Schlegelella. 


484872 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


484872 Bacteria_16S 


nitratireducens s 
nitratireducens B 
Thioalkalivibrio. 


484872 Bacteria_16S 


hispanicus strain 
hispanicus Bacter 


484872 Bacteria_16S 


strain Wt/la 16S 
Deinococcus-Therm 


484872 Bacteria_16S 


radiopugnans ATCC 
19172 Bacteria; D 


484872 Bacteria_16S 


DSM 11303 16S rib 


Deinococcus-Thermus; 
484872 Bacteria_16S 


radiophilus strai 
radiophilus Bacte 


484872 Bacteria_16S 


radiodurans strai 
radiodurans Bacte 


484872 Bacteria_16S 


proteolyticus str 
proteolyticus Bac 


484872 Bacteria_16S 


strain DSM 3963 1 


Deinococcus-Thermus; 
484872 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


484872 Bacteria_16S 


strain Z-7937 16S 
Firmicutes; Clost 


3961678 3961713 60 


3963181 3963216 60 


3972036 3972071 60 


teria; Proteobacteria; 


3977897 3977932 60 


’ 


4076942 4076977 60 


95 


95 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
484872 Bacteria_16S 
ain AS-P1l 16S ribosomal RNA, partial s 
Betaproteobacte 


95 


95 


95 


gi 


16S ribosomal RNA, partial sequence 3960828 39622 
etaproteobacteria; Burkholderiales; Ru 
484872 Bacteria_16S 


gi 
39 
gi 


gi 


gi 


6S ribosomal RNA, partial sequence 4076074 40776 


219846259 
48831 39502 
Ac 
219846251 


brivivax. 
219846250 
62329 39637 
ma: 
219846244 
equence 

ria; 
219846240 
quence 

Rhodospir 


219846168 


etobacte 


monadace 


Burkh 


ref |NR_025849.1 


race 
ref 


ae; Acidocel 
NR_025841.1 


ref |NR_025840.1 
ae; Rhodoferax. 
ref |NR_025834.1 

3971185 397263 
olderiales; Coma 
ref|NR_025830.1 

3977072 397838 
illales; Rhodosp 


ref |NR_025758.1 


Acidocella aminolytica 


36 Acidocella aminolytica Bacteria; 


la. 
Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


85 Rhodoferax fermentans Bacteria; 


Brachymonas 
6 Brachymonas 
monadaceae; Brachymonas. 
Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Mahella australiensis 


04 Mahella australiensis Bacteria; 


484872 Bacteria_16S 


microaerophila strain ALEN 1 16S ribosomal RNA, partial sequence 


ridia; Thermoanaerobacterales; Thermoanaerobacterales Family IV. Incertae Sedis; 

4078522 4078557 60 95 gi|219846167|ref|NR_025757.1| Cryptanaerobacter 
LR7.2 16S ribosomal RNA, complete sequence 4077655 4079183 Cryptanaerobacter 
ia; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Cryptanaerobacter. 

4081651 4081686 60 95 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
etaproteobacteria; Burkholderiales; Tepidimonas. 

4173110 4173145 60 95 gi|219846098|ref|NR_025688.1]| Garciella 
train Met 79 16S ribosomal RNA, partial sequence 4172278 4173748 Garciella 
acteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Garciella. 

4189920 4189955 60 95 gi|219846083|ref|NR_025673.1| Schlegelella 
s strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
s Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

4192992 4193027 60 95 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 

16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 

4206453 4206488 60 95 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
train ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
acteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 

4224746 4224781 60 95 gi|219846055|ref|NR_025645.1| Salinicoccus 

DSM 5352 16S ribosomal RNA, partial sequence 4223876 4225383 Salinicoccus 
ia; Firmicutes; Bacillales; Salinicoccus. 

529565 529607 54 95 gi|265678699|ref|NR_029004.1| Deinococcus indicus 
ribosomal RNA, partial sequence 528726 530192 Deinococcus indicus Bacteria; 
us; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 

1259705 1259747 54 95 gi|219846811|ref|NR_026403.1| Deinococcus 

19172 16S ribosomal RNA, partial sequence 1258878 1260346 Deinococcus radiopugnans ATCC 


2126557 212798 


einococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
3146944 3146986 54 95 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
osomal RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
3166818 3166860 54 95 gi|219846810|ref|NR_026402.1| Deinococcus 
n DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
ria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
3168335 3168377 54 95 gi|219846809|ref|NR_026401.1| Deinococcus 
n DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
ria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
3169851 3169893 54 95 gi|219846808|ref|NR_026400.1| Deinococcus 
ain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
teria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
3171368 3171410 54 95 gi|219846807|ref|NR_026399.1| Deinococcus grandis 
6S ribosomal RNA, partial sequence 3170548 3172014 Deinococcus grandis Bacteria; 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
4069415 4069457 54 95 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
91352 91421 28 95 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
ridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 
2127398 2127433 60 95 gi|219857650|ref|NR_025239.1| Thioalkalispira 


9 Thioalkalispira 


microaerophila Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 


Thioalkalispira. 

484872 Bacteria_16S 2286835 2286870 60 95 gi|219857541|ref|NR_025129.1| Thioalkalivibrio 
thiocyanoxidans strain ARh 2 16S ribosomal RNA, partial sequence 2285990 2287383 Thioalkalivibrio 
thiocyanoxidans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

484872 Bacteria_16S 3831563 3831598 60 95 gi|219846341|ref|NR_025931.1| Ruminococcus 
flavefaciens strain C94 16S ribosomal RNA, partial sequence 3830735 3832122 Ruminococcus flavefaciens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

484872 Bacteria_16S 21953 22021 29 95 gi|265679049|ref|NR_029357.1| Propionispira arboris 
strain 12B4 16S ribosomal RNA, partial sequence 21157 22626  #Propionispira arboris Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Propionispira. 

484872 Bacteria_16S 244559 244627 29 95 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 


strain LC 1 16S r 
Firmicutes; Clost 


484872 Bacteria_16S 


strain ID131577 1 
Actinobacteria; 


subterraneus stra 
subterraneus Bact 
Thermaerobacter. 


484872 Bacteria_16S 


strain AIP313.00 
Firmicutes; Clost 


484872 Bacteria_16S 


strain ATCC 43541 
Firmicutes; Clost 


484872 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


484872 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


484872 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


484872 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


484872 Bacteria_16S 


nagasakiensis str 
nagasakiensis Bac 
Thermaerobacter. 


484872 Bacteria_16S 


marianensis strai 
marianensis Bacte 
Thermaerobacter. 


484872 Bacteria_16S 


ruminis strain DS 
Bacteria; Firmicu 


484872 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


484872 Bacteria_16S 


condimenti strain 
Bacteria; Firmicu 


484872 Bacteria_16S 


strain AS2 16S ri 
Firmicutes; Lacto 


484872 Bacteria_16S 


thermoacetoxidans 
thermoacetoxidans 


484872 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


484872 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; G 


R 
484872 Bacteria_16S 


ibosomal RNA, partial sequence 


ridia; Clostridiales; Veillonellaceae; 

829654 829722 29 95 gi 
16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Veillonellaceae; 


941042 941074 63 95 gi 


hingobacteria; Sphingobacteriales; Chi 
993473 993541 29 95 gi 
OM 16S ribosomal RNA, complete sequen 


tes; Clostridia; Clostridiales; Syntro 
1511148 1511183 60 95 gi 
GIFU 12707 16S ribosomal RNA, complet 


Firmicutes; Lactobacillales; Aeroc 

2354668 2354736 29 95 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2757404 2757472 29 95 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 


ia; 


2904974 2905042 29 95 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


3445200 3445268 29 95 gi 
M 9236 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Veillo 
31233 31268 £60 95 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
40066 40101 60 
F-2 16S ribosomal RNA, 
tes; Bacillales; Staphylococcus. 
52383 52418 60 95 

bosomal RNA, partial sequence 

bacillales; Enterococcaceae; Enterococ 
53987 54022 60 95 gi 
strain CAMZ 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Clostridia; Clo 
56924 56959 60 95 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
58425 58460 60 95 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 


Facklamia. 
95 gi 
complete seque 


gi 


484872 Bacteria_16S 


30363 


51487 


243690 24511 


16S ribosomal RNA, partial sequence 804384 80579 
Anaeroglo 


265678493 


265678418 


6S ribosomal RNA, partial sequence 940206 94166 
tinophagac 


265678382 
ce 


219846273 


occaceae; 
219857491 
nce 23538 


219857148 
diales; 


219856853 
uence 
ales; 


219846613 
ence 34443 
nellaceae; 
265679043 
31864 


265679037 
nce 39179 


265679029 
53037 
cus. 
265679028 


stridiales 
265679026 
nce 56079 
ales; 
265679025 
nce 57580 
matiaceae; 


89888 89923 60 95 gi 


265679003 


hveragerdense strain JSP 16S ribosomal RNA, partial sequence 
hveragerdense Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 


Thermodesulfobact 


erium. 


82878 
Selenomon 


99261 
phomonadac 


e sequence 


obacterale 


al sequenc 
cl 


Clos 


1 sequence 


Chro: 


1 Anaeroglobus 
bus. 
ref |NR_028796.1 
3 830273 Seleno 
as. 
ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinophag 
ref |NR_028684.1 
4 994134 Syntro 
eae; Syntrophomo 
ref|NR_025863.1 
1510256 151166 
Abiotrophia. 
ref|NR_025079.1 
08 2355330 Desulf 
s; Syntrophaceae 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


ref |NR_024672.1 
2904128 290561 
tridiales Family 


ref|NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref |NR_029351.1 


ref|NR_029345.1 
40723 Staphy 


ref|NR_029337.1 
Enterococcus 


ref |NR_029336.1 
53088 54587 
7 Peptococcacea 
ref |NR_029334.1 
57529 Thiocy 
matiaceae; Thioc 
ref |NR_029333.1 
59029 Thiocy 
Thiocystis. 


e: 


5 Megasphaera elsdenii Bacteria; 


ridia; Clostridiales; Veillonellaceae; Megasphaera. 
567705 567773 29 95 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
6S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
ubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 
802146 802214 29 95 gi|265678511|ref|NR_028814.1| Thermaerobacter 
in C21 16S ribosomal RNA, complete sequence 801287 802838 Thermaerobacter 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVII. Incertae Sedis; 
805168 805236 29 95 gi|265678509|ref|NR_028812.1| Anaeroglobus geminatus 


geminatus Bacteria; 


Selenomonas noxia 
monas noxia Bacteria; 


Chitinophaga pinensis 


pinensis Bacteria; 


a. 

Syntrophomonas 
phomonas sapovorans 
nas. 

Abiotrophia defectiva 
6 Abiotrophia defectiva 


Desulfomonile 

omonile limimaris 
Desulfomonile. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


’ 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Succiniclasticum 
iclasticum ruminis 
m. 

Facklamia sourekii 


Facklamia sourekii Bacteria; 


Staphylococcus 
lococcus condimenti 


Enterococcus asini 


asini Bacteria; 


Desulfotomaculum 
Desulfotomaculum 
Desulfotomaculum. 
Thiocystis gelatinosa 
stis gelatinosa 

ystis. 

Thiocystis violacea 
stis violacea Bacteria; 


v 


ref|NR_029311.1 
89036 90489 


Thermodesulfobacterium 
Thermodesulfobacterium 


484872 Bacteria_16S 
strain SL-4 16S r 
Bacil 
484872 Bacteria_16S 


Firmicutes; 


thermoaerophilus 
thermoaerophilus 
Aneurinibacillus. 


484872 Bacteria_16S 


propionicum strai 
Bacteria; 


strain KB740 16S 
Proteobacteria; 


Rhodobacter. 


484872 Bacteria_16S 


strain SEBR 7054 
Thermotogae; Ther 


484872 Bacteria_16S 


strain Benl02 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
484872 Bacteria_16S 


strain Benl104 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
484872 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


484872 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


484872 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


484872 Bacteria_16S 


strain CC-1 16S r 


Firmicu 
484872 Bacteria_16S 


B 


ribosomal RNA, partial sequence 


220067 220102 60 95 gi 
in BD 53 16S ribosomal RNA, partial se 
eria; Firmicutes; Bacillales; Bacillac 
233547 233582 60 95 gi 


ria; Proteobacteria; Alphaproteobacter 


247564 247599 60 95 


gi 


motogales; Thermotogaceae; Thermotoga. 
250640 250675 60 95 gi 


ribosomal RNA, partial sequence 


252122 252157 60 95 
ribosomal RNA, partial sequence 


gi 


253597 253632 60 95 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


258093 258128 60 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; 
304916 304951 60 95 
ribosomal RNA, complete sequence 
motogales; Thermotogaceae; Thermotoga. 
330844 330879 60 95 gi 
ibosomal RNA, partial sequence 


95 gi 


Thermoa 
gi 


n 2.4.1 16S ribosomal RNA, partial seq 


156293 15781 
etaproteobacteria; Rhodocyclales; Rhod 
484872 Bacteria_16S 
kaustophilus stra 
kaustophilus Bact 
484872 Bacteria_16S 
sphaeroides strai 
sphaeroides Bacte 


16S ribosomal RNA, partial sequence 246697 24821 


265678895 


249819 25124 
hodobacter 


265678894 


251300 25272 
hodobacter 


265678893 
quence 
ia; 


265678890 


complete sequence 257219 25873 
naerobacte 


265678857 


304028 30558 


265678840 


329993 33159 


Rhodob 


100735 100770 60 95 gi|265678996|ref|NR_029304.1| Halobacillus litoralis 
ibosomal RNA, complete sequence 99832 101390 Halobacillus litoralis Bacteria; 
lales; Bacillaceae; Halobacillus. 

102301 102336 60 95 gi|265678995|ref|NR_029303.1| Aneurinibacillus 
strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 

152486 152521 60 95 gi|265678961|ref|NR_029269.1| Clostridium 
n X2 16S ribosomal RNA, partial sequence 151617 153137 Clostridium propionicum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

157162 157197 60 95 gi| 265678958 |ref|NR_029266.1| Azoarcus evansii 


8 Azoarcus evansii Bacteria; 


ocyclaceae; Azoarcus. 

265678916 |ref|NR_029224.1| Geobacillus 

quence 219184 220608 Geobacillus 

eae; Geobacillus. 

265678907 |ref|NR_029215.1]| Rhodobacter 

uence 232719 234184 Rhodobacter 

ia; Rhodobacterales; Rhodobacteraceae; 
265678897 |ref|NR_029205.1| Thermotoga hypogea 


7 Thermotoga hypogea Bacteria; 


ref|NR_029203.1| Amaricoccus veronensis 
9 Amaricoccus veronensis Bacteria; 
aceae; Amaricoccus. 
ref|NR_029202.1| Amaricoccus macauensis 
6 Amaricoccus macauensis Bacteria; 
aceae; Amaricoccus. 
ref|NR_029201.1| Amaricoccus 

252777 254201 Amaricoccus 
acterales; Rhodobacteraceae; 


ref|NR_029198.1| Moorella glycerini 
1 Moorella glycerini Bacteria; 
raceae; Moorella group; Moorella. 
ref|NR_029163.1| Thermotoga maritima 
9 Thermotoga maritima Bacteria; 


ref|NR_029145.1]| Geotoga subterranea 
1 Geotoga subterranea Bacteria; 


Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

484872 Bacteria_16S 332539 332574 60 95 gi|265678839|ref|NR_029144.1| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

484872 Bacteria_16S 344789 344824 60 95 gi| 265678828 |ref|NR_029133.1| Lactobacillus pentosus 
strain 124-2 16S ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

484872 Bacteria_16S 350729 350764 60 95 gi| 265678824 |ref|NR_029129.1| Paracoccus kocurii 
strain B 16S ribosomal RNA, partial sequence 349928 351312 Paracoccus kocurii Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Paracoccus. 

484872 Bacteria_16S 356561 356596 60 95 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

484872 Bacteria_16S 365523 365558 60 95 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
strain A3 16S ribosomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Salipiger. 

484872 Bacteria_16S 372972 373007 60 95 gi|265678806|ref|NR_029111.1]| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

484872 Bacteria_16S 395927 395962 60 95 gi|265678791|ref|NR_029096.1| Tenuibacillus 
multivorans strain 28-1 16S ribosomal RNA, partial sequence 395050 396528 Tenuibacillus multivorans 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Tenuibacillus. 

484872 Bacteria_16S 451520 451555 60 95 gi|265678753|ref|NR_029058.1| Petrotoga mexicana 
strain Met-12 16S ribosomal RNA, partial sequence 450666 452169 Petrotoga mexicana Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

484872 Bacteria_16S 511276 511311 60 95 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Geobacillus. 


484872 Bacteria_16S 


degerlachei strai 
degerlachei Bacte 


484872 Bacteria_16S 


strain IDA1967 16 
Firmicutes; Bacil 


484872 Bacteria_16S 


strain JR 16S rib 
Deferribacteres; 


484872 Bacteria_16S 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


484872 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; Sp 


484872 Bacteria_16S 


strain BCH 16S ri 
Proteobacteria; G 


484872 Bacteria_16S 


psychrophilum str 
psychrophilum Bac 


484872 Bacteria_16S 


mindensis strain 
mindensis Bacteri 


484872 Bacteria_16S 


strain SL24 16S r 
Thermotogae; Ther 


484872 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


484872 Bacteria_16S 


strain CE2105 16S 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
484872 Bacteria_16S 


urinaehominis str 
urinaehominis Bac 


484872 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


484872 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


484872 Bacteria_16S 


strain 6111 16S r 
Proteobacteria; G 


484872 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


484872 Bacteria_16S 


6611 16S ribosoma 
Gammaproteobacter 


484872 Bacteria_16S 


halophila strain 
Bacteria; Proteob 


484872 Bacteria_16S 


valvarum strain M 
Bacteria; Proteob 


484872 Bacteria_16S 


jalaludinii strai 
Bacteria; Firmicu 


484872 Bacteria_16S 


strain Chj707 16S 
Bacteroidetes; Fl 


484872 Bacteria_16S 


strain U 16S ribo 
Bacillales; Bacil 


S ribosomal RNA, partial sequence 


531745 53318 


521919 521954 60 95 gi|265678704|ref|NR_029009.1| Flavobacterium 

n R-9106 16S ribosomal RNA, partial sequence 521077 522551 Flavobacterium 

ria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 
532547 532582 60 95 gi|265678697|ref|NR_029002.1| Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


lales; Bacillaceae; Bacillus. 

543254 543289 60 95 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
osomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacterales; Deferribacteraceae; Deferribacter. 

566242 566277 60 95 gi| 265678675 |ref|NR_028980.1| Chryseobacterium 
ain CPW406 16S ribosomal RNA, partial sequence 565378 566823 Chryseobacterium 
teria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; 

570789 570824 60 95 gi|265678672|ref|NR_028977.1| Pedobacter africanus 

ribosomal RNA, partial sequence 569932 571421 Pedobacter africanus Bacteria; 
hingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 

597713 597748 60 95 gi|265678654|ref|NR_028959.1| Thiobaca trueperi 
bosomal RNA, partial sequence 596871 598240 Thiobaca trueperi Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 

609872 609907 60 95 gi|265678645|ref|NR_028950.1| Planomicrobium 
ain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 Planomicrobium 
teria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

611419 611454 60 95 gi|265678644|ref|NR_028949.1| Lactobacillus 
TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
a; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

614522 614557 60 95 gi|265678642|ref|NR_028947.1| Petrotoga olearia 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Petrotoga. 
622075 622110 60 95 gi 
2 16S ribosomal RNA, partial sequence 
idetes; Flavobacteria; Flavobacteriale 
629697 629732 60 95 gi 
ribosomal RNA, partial sequence 


651131 651166 60 95 gi 
ain CCUG 42038b 16S ribosomal RNA, par 
teria; Firmicutes; Lactobacillales; Ae 
669070 669105 60 95 gi 
ain M430/94/2 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Arcanobacterium. 

670586 670621 60 95 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
699439 699474 60 95 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chro 
703832 703867 60 95 gi 


gi 


ammaproteobacteria; Chromatiales; Chro 
732743 732778 60 95 gi 
1 RNA, partial sequence 
ia; Chromatiales; Chromatiaceae; Thioc 
734166 734201 60 95 gi 
4270 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Chromati 
754558 754593 60 95 gi 
DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 
765276 765311 60 95 gi 
n M9 16S ribosomal RNA, complete seque 
tes; Clostridia; Clostridiales; Veillo 
800625 800660 60 95 gi 
ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; 
840333 840368 60 95 


Flavoba 
gi 


laceae; Geobacillus. 


484872 Bacteria_16S 


trevisanii strain 


869176 869211 60 95 


613678 61515 


669757 67122 


265678583 


698584 69993 


matiaceae; 
265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678560 


731878 733268 Thioc 


apsa. 
265678559 
ce 73331 
ales; Chro 
265678543 
ence 75371 
cteriales; 
265678536 
nce 76438 
nellaceae; 
265678512 


799765 80123 


cteriaceae 
265678486 


somal RNA, partial sequence 839468 840930 Geoba 


265678466 


gi 
"WeeTee' 


2 Petrotoga olearia Bacteria; 


265678637|ref|NR_028942.1| Chryseobacterium 
621229 622643 Chryseobacterium defluvii 
s; Flavobacteriaceae; Chryseobacterium. 
265678631|ref|NR_028936.1| Roseospira marina 
628893 630298 Roseospira marina Bacteria; 
Rhodospirillaceae; Roseospira. 
265678617 |ref|NR_028922.1| Aerococcus 
tial sequence 650305 651625 Aerococcus 
rococcaceae; Aerococcus. 
265678603|ref|NR_028908.1| Arcanobacterium 
al sequence 668320 669706 Arcanobacterium 
e; Actinomycetales; Actinomycineae; 
265678602|ref|NR_028907.1| Marinitoga camini 


5 Marinitoga camini Bacteria; 


ref|NR_028888.1| Thiocystis violascens 
4 Thiocystis violascens Bacteria; 

Thiocystis. 
ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028864.1 
apsa rosea Bacte 


Lamprocystis purpurea 
purpurea Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


ref |NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 


Thiohalocapsa 
locapsa halophila 
alocapsa. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Mitsuokella 

kella jalaludinii 


ref|NR_028815.1| Kaistella koreensis 

6 Kaistella koreensis Bacteria; 

; Kaistella. 

ref|NR_028789.1| Geobacillus uzenensis 
cillus uzenensis Bacteria; Firmicutes; 
ref|NR_028769.1| Leptotrichia 


1999 16S ribosomal RNA, partial sequence 868327 869787 Leptotrichia 


trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 


484872 Bacteria_16S 


strain DSS-3 16S 


strain IMI 359870 
Proteobacteria; 


psychrophila stra 


psychrophila Bacteria; 


Simplicispira. 


484872 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; 


caldoxylosilyticu 
caldoxylosilyticu 


strain S5b2 16S r 


Proteobacteria; 


acetoxidans Bacte 
Desulfobacca. 


484872 Bacteria_16S 


danicus strain DB 
Bacteria; 


desulfuricans str 
desulfuricans Bac 


hydrothermalis st 


hydrothermalis Bacteria; 
484872 Bacteria_16S 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 
484872 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


strain JCM 21370 
strain YIT 0455 1 
Firmicutes; 
strain QSSC1-22 1 
Bacteroidetes; Fl 
Bacteria; 
peptidovorans DSM 


peptidovorans DSM 
Dethiosulfovibrio 


484872 Bacteria_16S 
53 16S 
a; 


pacificum DSM 126 
DSM 12653 Bacteri 
Carboxydibrachium. 


484872 Bacteria_16S 


acetiphilus DSM 1 
12809 Bacteria; 


DSM 4359 16S ribo 
Thermotogae; 


strain 01-570-1 1 
Firmicutes; 


halotolerans stra 
subsp. tolerans s 


facile subsp. tol 
Hyphomicrobium. 


484872 Bacteria_16S 
subsp. ureaphilum strain IFAM CO-582 16S ribosomal RNA, partial sequence 


s Bacteria; 
484872 Bacteria_16S 


ria; 


Firmicutes; 
484872 Bacteria_16S 
ain SSM1 16S ribosomal RNA, partial se 
teria; 
484872 Bacteria_16S 


Lactobacillales; 
484872 Bacteria_16S 
6S ribo 
avobacteria; 
484872 Bacteria_16S 
DSM 20544 16S ribosomal 
Firmicutes; 
484872 Bacteria_16S 


Deferribacteres; 
484872 Bacteria_16S 


Thermotogales; 
484872 Bacteria_16S 


Lactobacillales; 
484872 Bacteria_16S 
in YKJ-101 16S ribosomal RNA, partial 

halotolerans Bacteria; Firmicutes; Bacillales; Jeotgali 
484872 Bacteria_16S 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


930199 930234 60 


942592 942627 60 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Comamonadace 
484872 Bacteria_16S 


953515 953550 60 
Proteobacteria; 


955075 955110 60 


958141 958176 60 
Firmicutes; 
1002716 1002751 60 
1026975 1027010 60 
Proteobacteria; 
1034625 1034660 60 


Bacillales; 
1059003 1059038 60 


Deferribacteres; 


1060488 1060523 60 


1068028 1068063 60 


1071021 1071056 60 


1082873 1082908 60 


1125360 1125395 60 


1164614 1164649 60 


Clostridia; 
1172199 1172234 60 
11002 
11002 Bacteria; 
1194878 1194913 60 


Firmicutes; 


1196431 1196466 60 


1202491 1202526 60 


1220482 1220517 60 


1286759 1286794 60 


1309392 1309427 60 


1310865 1310900 60 


Clostridia; 


95 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
484872 Bacteria_16S 


95 


95 


95 


95 


95 


ibosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
484872 Bacteria_16S 
acetoxidans strain ASRB2 16S ribosomal RNA, partial sequence 
Deltaproteobacter 


95 


95 


4 16S ribosomal RNA, partial sequence 
Paenibacillaceae; Ane 


95 


Deferri 


95 


95 


95 


95 


L 


95 


95 


RNA, partial sequence 


95 


16S ribosomal RNA, partial sequ 
Synergistetes; 


95 


ribosomal RNA, partial sequence 
Thermoanaer 


95 


2809 16S ribosomal RNA, partial sequen 
Deferribacterales; 


95 


Ther 


95 


95 


95 


95 


Deinococc 


gi 


gi 


gi 


in CA 1 16S ribosomal RNA, partial sequence 
Betaproteobacter 


gi 


6S ribosomal RNA, partial sequence 954207 95569 
Betaproteobacteria; Burkholderiales; Comamonadace 
484872 Bacteria_16S 
s strain $1812 16S ribosomal RNA, part 
Bacillales; 


gi 


gi 


1001834 10033 


gi 


gi 


gi 


bactera 
gi 


rain Tl 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; 


gi 


Sphingomonadales; 


gi 


16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
484872 Bacteria_16S 


gi 


6S ribosomal RNA, partial sequence 1082049 10834 
Lactobacillaceae; 


actobac 
gi 


somal RNA, partial sequence 1124514 11259 
Flavobacteriales; 


Cryomor 
gi 


1163739 11652 
Clostridiales; Veillo 


gi 
Synerg 


gi 


gi 


Def 
gi 


motoga. 
gi 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofus 


gi 


gi 


929371 93083 


Bacillaceae; 


265678425 


265678417 
94171 


265678410 


ia; Burkho 


265678409 


265678406 
ial sequen 


265678376 


265678360 


ia; Syntro 
265678355 
10337 
urinibacil 
265678338 
quence 
les; Defer 
265678337 


i; Thermal 
265678332 
ence 10672 


265678330 


Rhodospiri 
265678321 


illus. 
224581403 


phaceae; C 
228720667 


nellaceae; 
228719312 
ence 11713 
istia; Syn 


228715634 
11940 
obacterale 


228715574 
ce 11955 
erribacter 
228715358 


somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotogaceae; 


219878362 


tis. 
219846053 
sequence 
coccus. 
228721488 
rtial sequ 
roteobacte 


gi 


ergi 


aceae; 


ence 
ria; 


ref|NR_028727.1 


aceae; Ruegeria 
ref|NR_028719.1 


Geobacillus. 
ref |NR_028678.1 
; Azovibrio. 
ref |NR_028662.1 
1026088 102759 
phobacterales; S 


ref |NR_028657.1 
71 1035187 Aneuri 
lus group; Aneur 
ref |NR_028640.1 
1058138 105957 
ribacteraceae; D 
ref |NR_028639.1 

1059624 106111 
es; Thermaceae; 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadace 
ref |NR_028632.1 


llaceae; Tistrel 
ref |NR_028623.1 
61 Lactobacillus 
ref|NR_027184.1 


ryomorpha. 
ref|NR_027596.1 


Mitsuokella. 
ref|NR_027582.1 
45 1172849 Dethio 
stales; Syne 


ref |NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


ref|NR_027535.1 
65 1197080 Denitr 
Denitrovi 
NR_027530.1 
a neapolitan 


ref 
ref 


NR_025501.1 


ref |NR_025643.1 
1285891 128739 


ref|NR_027611.1 
130859 


Rhizobiales 


228721487 


ae; 


Ruegeria pomeroyi 


3 Ruegeria pomeroyi Bacteria; 


Comamonas terrigena 


4 943232 Comamonas terrigena Bacteria; 
ae; Comamonas. 
ref|NR_028712.1| Simplicispira 

952645 954156 Simplicispira 
lderiales; Comamonadaceae; 
ref|NR_028711.1| Giesbergeria sinuosa 
7 Giesbergeria sinuosa Bacteria; 
ae; Giesbergeria. 
ref|NR_028708.1| Geobacillus 
ce 957258 958773 Geobacillus 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Aneurinibacillus 
nibacillus danicus 
inibacillus. 
Deferribacter 
3 Deferribacter 
eferribacter. 
Marinithermus 
6 Marinithermus 
Marinithermus. 
Sphingomonas 
omonas yabuuchiae 
Sphingomonas. 
Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 
Lactobacillus equi 
equi Bacteria; 


Cryomorpha ignava 


35 Cryomorpha ignava Bacteria; 


Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Dethiosulfovibrio 
sulfovibrio 
rgistaceae; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Denitrovibrio 

ovibrio acetiphilus DSM 
brio. 

Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Jeotgalicoccus 
6 Jeotgalicoccus 


Hyphomicrobium facile 
6 1310018 Hyphomicrobium 
; Hyphomicrobiaceae; 


ref|NR_027610.1 


131006 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 


facile subsp. ureaphilum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 


484872 Bacteria_16S 


Cc 
Cc 


carnosus subsp. 
carnosus subsp. 


484872 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


484872 Bacteria_16S 


strain SJ95 16S r 
Thermotogae; Ther 


484872 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


484872 Bacteria_16S 


OT-1 16S ribosoma 
Flavobacteria; Fl 


484872 Bacteria_16S 


strain TMO 16S ri 
Thermotogae; Ther 


484872 Bacteria_16S 


strain KA3 16S ri 
Thermotogae; Ther 


484872 Bacteria_16S 


strain TH-23 16S 
Firmicutes; Bacil 


484872 Bacteria_16S 


strain B4P 16S ri 
Proteobacteria; B 


484872 Bacteria_16S 


profundus strain 
Bacteria; Deinoco 


484872 Bacteria_16S 


strain S2 16S rib 
Proteobacteria; B 


484872 Bacteria_16S 


milosensis strain 
Bacteria; Firmicu 


484872 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


484872 Bacteria_16S 


strain DhA-35 16S 
Proteobacteria; B 


484872 Bacteria_16S 


strain KMM 426 16 
Bacteroidetes; Fl 


484872 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


484872 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


484872 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


484872 Bacteria_16S 


frigoris strain R 
Bacteria; Bactero 


484872 Bacteria_16S 


maitriensis strai 
Bacteria; Firmicu 


484872 Bacteria_16S 


R-16300 16S ribos 
Bacillales; Bacil 


484872 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


ibosomal RNA, partial sequence 


bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1395970 1396005 60 95 gi 
bosomal RNA, partial sequence 


Filobaci 
gi 


tes; Bacillales; Bacillaceae; 


1465788 1465823 60 95 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; 
1544507 1544542 60 95 

S ribosomal RNA, partial sequence 
avobacteria; Flavobacteriales; Flavoba 
1566796 1566831 60 95 gi 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1568331 1568366 60 95 
ibosomal RNA, partial sequence 
obacteriales; Fusobacteriaceae; 
1624738 1624773 60 95 
ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1627745 1627780 60 95 gi 
-9014 16S ribosomal RNA, partial seque 
idetes; Flavobacteria; Flavobacteriale 
1635416 1635451 60 95 gi 
n Sl 16S ribosomal RNA, partial sequen 
tes; Bacillales; Planococcaceae; Plano 
1636878 1636913 60 95 gi 
omal RNA, partial sequence 
laceae; Bacillus. 

1638369 1638404 60 
omal RNA, partial sequence 
laceae; Bacillus. 


Rhod 
gi 


Leptot 
gi 


Leptot 
gi 


95 gi 


484872 Bacteria_16S 


1647510 1647545 60 95 gi 


1334683 13361 


1393543 13950 


228715882 


1395106 13965 


llus. 
224581409 


ibosomal RNA, partial sequence 1464924 14664 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
1468796 1468831 60 95 gi|224581407 


1467942 14694 


ocyclaceae 
219857262 


1543657 15451 


cteriaceae 
219846058 


1565947 15674 


richia. 
219846057 


1567482 15689 


richia. 
219878460 


1623889 16253 


lobacteria 
219878458 
nce 16269 
s; Flavoba 
219878453 
ce 16345 
coccus. 

219878452 


1636012 1637452 Bacil 


219878451 


1637503 1638932 Bacil 


219878444 


1321729 1321764 60 95 gi| 228715346 |ref|NR_027518.1| Staphylococcus 
arnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
arnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

1324810 1324845 60 95 gi|219878140|ref|NR_025279.1| Caldicellulosiruptor 
7R1B strain 16S ribosomal RNA, partial sequence 1323941 1325448 Caldicellulosiruptor 
7R1B Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales 
tae Sedis; Caldicellulosiruptor. 

1335513 1335548 60 95 gi|228721489|ref|NR_027612.1| Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


motogales; Thermotogaceae; Petrotoga. 
1339982 1340017 60 95 gi|228721340|ref|NR_027605.1| Magnetospirillum 
train MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
SR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
1374971 1375006 60 95 gi|228717906|ref|NR_027568.1| Kordia algicida strain 
1 RNA, partial sequence 1374101 1375614 Kordia algicida OT-1 Bacteria; Bacteroidetes; 
avobacteriales; Flavobacteriaceae; Kordia. 
1394414 1394449 60 95 gi| 228715897 |ref|NR_027542.1| Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


ref|NR_027541.1| Marinitoga piezophila 
48 Marinitoga piezophila KA3 Bacteria; 


motogales; Thermotogaceae; Marinitoga. 

1419985 1420020 60 95 gi|224581445|ref|NR_027227.1| Bacillus infernus 
ribosomal RNA, partial sequence 1419106 1420613 Bacillus infernus Bacteria; 
lales; Bacillaceae; Bacillus. 

1424608 1424643 60 95 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
bosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1436993 1437028 60 95 gi|224581430|ref|NR_027212.1| Oceanithermus 
506 16S ribosomal RNA, partial sequence 1436136 1437633 Oceanithermus profundus 
ccus-Thermus; Deinococci; Thermales; Thermaceae; Oceanithermus. 

1438551 1438586 60 95 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
osomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

1441661 1441696 60 95 gi|224581427|ref|NR_027209.1| Filobacillus 

SH714 16S ribosomal RNA, partial sequence 1440788 1442278 Filobacillus milosensis 


ref|NR_027190.1| Azoarcus buckelii 

33 Azoarcus buckelii Bacteria; 

; Azoarcus. 

ref|NR_027188.1| Zoogloea resiniphila 
14 Zoogloea resiniphila Bacteria; 

; Zoogloea. 

ref|NR_024893.1| Arenibacter latericius 


00 Arenibacter latericius Bacteria; 
; Arenibacter. 
ref |NR_025648.1 
31 Leptotrichia 


Leptotrichia shahii 
shahii Bacteria; 


ref |NR_025647.1 
67 Leptotrichia 


Leptotrichia hofstadii 
hofstadii Bacteria; 


ref|NR_025599.1| Belliella baltica 
33 Belliella baltica Bacteria; 

ceae; Belliella 
ref|NR_025597.1 
01 1628368 Flavob 
cteriaceae; Flav 
ref|NR_025592.1 
30 1635961 Planoc 


Flavobacterium 
acterium frigoris 
obacterium. 
Planococcus 
occus maitriensis 


Bacillus soli strain 
a; Firmicutes; 


ref 
lus 


NR_025591.1 
soli Bacteri 


Bacillus vireti strain 
ria; Firmicutes; 


ref 
lus 


NR_025590.1 
vireti Bacte 


ref|NR_025583.1] Stella vacuolata 


strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 1648152 Stella vacuolata Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Stella. 


484872 Bacteria_1 
DSM 5900 16S ribo 
Alphaproteobacter 
484872 Bacteria_1 
galactosidilyticu 
galactosidilyticu 
484872 Bacteria_16S 
mediatlanticus st 
mediatlanticus Ba 
484872 Bacteria_16S 
strain 4-1 16S ri 


Firmicutes; Bacil 


484872 Bacteria_16S 
margaritifer stra 
margaritifer Bact 


Tepidiphilus. 


484872 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


484872 Bacteria_16S 
rifietoensis stra 
Firmicu 
484872 Bacteria_16S 
karajensis strain 
Firmicu 
484872 Bacteria_16S 
gelidilacus strai 
gelidilacus Bacte 
484872 Bacteria_16S 


Bacteria; 


Bacteria; 


strain DSM 12145 
Bacteroidetes; Sp 


484872 Bacteria_16S 


entericus strain 
entericus Bacteri 


484872 Bacteria_16S 


halodurans strain 
Bacteria; Proteob 


484872 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


484872 Bacteria_16S 


strain SL25 16S r 
Thermotogae; 


strain DSM 10404 
Bacteria; Firmicu 


484872 Bacteria_16S 


paraplantarum str 
paraplantarum Bac 


484872 Bacteria_16S 


strain SE3104 16S 


Thermotogales; 
484872 Bacteria_16S 


6S 1649007 1649042 60 95 


gi 


6S 1652054 1652089 60 95 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; 
1681026 1681069 53 95 gi 
cteria; Deinococcus-Thermus; Deinococc 
1685612 1685647 60 95 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1687059 1687094 60 95 gi 
in N2-214 16S ribosomal RNA, partial s 
eria; Proteobacteria; 


1688589 1688624 60 95 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1690161 1690196 60 95 
in M8 16S ribosomal RNA, partial 
tes; Bacillales; Planococcaceae; 
1702594 1702629 60 95 
MA-2 16S ribosomal RNA, partial 
tes; Bacillales; Bacillaceae; 
1713153 1713188 60 95 


gi 


gi 


gi 


gi 
ria; Bacteroidetes; Flavobacteria; 
1717779 1717814 60 95 gi 
hingobacteria; Sphingobacteriales; Sph 
1764958 1764993 60 95 gi 
CECT 5353 16S ribosomal RNA, partial s 
a; Firmicutes; Lactobacillales; Strept 
1766421 1766456 60 95 gi 
34Alc 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Chromati 
1808849 1808884 60 95 gi 
n CMS 26o0r 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Planococc 
1813411 1813446 60 95 gi 
ibosomal RNA, partial sequence 
Thermotogaceae; 
1824193 1824228 60 95 gi 
16S ribosomal RNA, complete sequence 

tes; Bacillales; Bacillaceae; Halobaci 
1840958 1840993 60 95 gi 
ain DSM 10667 16S ribosomal RNA, parti 
teria; Firmicutes; Lactobacillales; La 
1851645 1851680 60 95 gi 
ribosomal RNA, partial sequence 


Petrotoga. 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


484872 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


484872 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


484872 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 


484872 Bacteria_16S 


1857535 1857570 60 95 


gi 


Trichoc 
gi 


bacillales; Carnobacteriaceae; 
1871322 1871357 60 95 
ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
1878910 1878945 60 95 gi 
ria; Proteobacteria; Betaproteobacteri 
1904869 1904904 60 95 gi 


limnaeus strain A26 16S ribosomal RNA, partial sequence 


Bacteria; Proteob 


484872 Bacteria_16S 


sanguinicola stra 
sanguinicola Bact 


484872 Bacteria_16S 


nitrativorans str 
nitrativorans Bac 


484872 Bacteria_16S 


acteria; Gammaproteobacteria; Chromati 
1909177 1909212 60 95 gi 
in CCUG 43001 16S ribosomal RNA, parti 
eria; Firmicutes; Lactobacillales; Aer 
1936647 1936682 60 95 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1941167 1941202 60 95 gi 


Ba 


rain TR 16S ribosomal RNA, partial seq 


Betaproteobacter 


seque 
Plano 


seque 
Halobaci 


n R-8899 16S ribosomal RNA, partial se 
Fla 


’ 


i; 


ne 


nc 
11 


in 


oc 


en 
al 


se 
ac 


11 


al 
ct 


Rh 


oc 


a; 


al 


al 
oc 


eq 
Esai 


pa 
ci 


ue 


eq 
ia 


co 


219878443 
somal RNA, partial sequence 1648203 1649649 Stell 
ia; Rhodospirillales; Acetobacteraceae 


1684753 168 


219878417 
uence 
Hydr 


, 


219878415 
1687712 168 


219878414 


e 


e 
us. 


219878399 
qu 
vo 
219878396 
16S ribosomal RNA, partial sequence 1716916 17183 


enc 
bac 


gob 


219878361 
eq 


uen 
occ 


219878360 


ce 
es; 


219878330 


que 
eae 


219878327 
1812567 18140 


219878320 


us. 


219878308 


se 
oba 


219878301 
1850849 18521 


odo 


219878296 
6S ribosomal RNA, partial sequence 1856650 18581 


cus 


219878287 
1870444 18719 


219878282 
n CS-K2 16S ribosomal RNA, partial seque 


nce 
Bu 


219878260 


es; 


219878257 


se 
occ 


219878237 


uen 
a; 


219878234 


Stella. 
219878441 
rtial se 
llaceae; 
219878421 
nce 

Thermal 
219878418 


ccus. 
219878406 


61 


og 


92 


16892 


17017 


e 
teria 
acter 


ce 
aceae 


17655 
Ecto 


nce 
Pla 


, 


18233 


quenc 
cilla 


spiri 


rkhol 


19040 
Chro: 


quenc 
aceae 


ce 
Burkh 


ref|NR_025582.1 
a humosa Bacteri 


ref 
quen 


NR_025580.1 
ce 165119 
Bacillus. 
ref|NR_025560.1 

1680196 168167 
Thermaceae; 
NR_025557.1 


es; 
ref 


NR_025556.1 
1686206 168766 
enophilales; Hyd 


ref|NR_025554.1 


ref|NR_025553.1 
86 1690816 Planoc 


ref|NR_025545.1 
02 1703230 Haloba 


ref|NR_025538.1 

1712309 171377 
les; Flavobacter 
ref|NR_025535.1 


iaceae; Pedobact 
ref|NR_025500.1 

1764167 176550 
; Streptococcus 
ref|NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref|NR_025469.1 
1807983 180946 
nococcus. 
ref |NR_025466.1 


ref|NR_025459.1 
01 1824836 Haloba 


ref|NR_025447.1 
e 1840072 184157 
ceae; Lactobacil 
ref|NR_025440.1 


llac 
ref 


eae; Roseosp 
NR_025435.1 


ref|NR_025426.1 


ref|NR_025421.1 
1878060 187954 
deriales; Burkho 
ref|NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref|NR_025396.1 
e 1908318 190981 
; Aerococcus. 
ref|NR_025376.1 
1935800 193729 
olderiales; 


iaceae; 


ref |NR_025373.1 


Stella humosa strain 
a; 


Proteobacteria; 


Bacillus 


2 1652677 Bacillus 


Vulcanithermus 


6 Vulcanithermus 
Vulcanithermus. 


Bacillus aeolius 


55 Bacillus aeolius Bacteria; 


Tepidiphilus 


1 Tepidiphilus 
rogenophilaceae; 


Bacillus saliphilus 
35 Bacillus saliphilus Bacteria; 


Planococcus 


occus rifietoensis 


Halobacillus 


cillus karajensis 


Flavobacterium 


7 Flavobacterium 
Flavobacterium. 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 
er. 


Streptococcus 


1 Streptococcus 


Alkalilimnicola 


limnicola halodurans 
ae; 


Alkalilimnicola. 
Planococcus 


1 Planococcus 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Halobacillus trueperi 
cillus trueperi 


Lactobacillus 


3 Lactobacillus 
lus. 
Roseospira navarrensis 
30 Roseospira navarrensis Bacteria; 
ira. 

Trichococcus palustris 
69 Trichococcus palustris Bacteria; 


Geobacillus vulcani 
75 Geobacillus vulcani Bacteria; 


Limnobacter 


7 Limnobacter 
lderiaceae; 


Thioalkalicoccus 


kalicoccus limnaeus 
lkalicoccus. 


Aerococcus 


6 Aerococcus 


Comamonas 


7 Comamonas 
Comamonadaceae; 


strain LMG 18435 16S ribosomal RNA, partial sequence 1940300 1941802 Bacillus shackletonii Bacteria; 


Firmicutes; Bacil 


lales; Bacillaceae; Bacillus. 


Limnobacter. 


Comamonas. 
Bacillus shackletonii 


484872 Bacteria_16S 
strain LMG 17489 
Firmicutes; Bacil 
484872 Bacteria_16S 
strain EDIV 16S r 


484872 Bacteria_16S 
strain BM5 16S ri 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 
484872 Bacteria_16S 1970015 1970050 60 95 gi| 219878215 |ref|NR_025354.1 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 1969231 197053 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
Azospirillum. 

484872 Bacteria_16S 1974518 1974553 60 95 gi|219878212|ref|NR_025351.1 
strain 581 16S ribosomal RNA, partial sequence 1973642 1975164 Marinibacillu 
Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

484872 Bacteria_16S 2029619 2029654 60 95 gi|219878176|ref|NR_025315.1 
strain DSM 169 16S ribosomal RNA, partial sequence 2028754 20301 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 
484872 Bacteria_16S 2061890 2061925 60 95 gi| 219878149 |ref|NR_025288.1 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 206241 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 
484872 Bacteria_16S 2067911 2067946 60 95 gi| 219878145 |ref|NR_025284.1 
strain 58Eu 16S ribosomal RNA, partial sequence 2067059 20685 


Proteobacteria; 
484872 Bacteria_16S 
strain 47Lol 16S 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 
484872 Bacteria_16S 2071027 2071062 60 95 gi| 219878143 |ref|NR_025282.1 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 207167 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 
484872 Bacteria_16S 2115209 2115244 60 95 gi|219857658|ref|NR_025247.1 
strain TF-9 16S ribosomal RNA, partial sequence 2114343 21158 

Firmicutes; Bacillales; Planococcaceae; Planococcus. 

484872 Bacteria_16S 2119817 2119852 60 95 gi|219857655|ref|NR_025244.1 


strain HSL-3 16S 
Firmicutes; Bacil 
484872 Bacteria_16S 
inexpectatum stra 
inexpectatum Bacteria; 
Albidovulum. 
484872 Bacteria_16S 
strain IH003 16S 
Firmicutes; 
484872 Bacteria_16S 
indicus strain CI 
15286 Bacteria; 
Thermodesulfatator. 
484872 Bacteria_16S 
hydrogeniphilum s 


hydrogeniphilum Bacteria; 


lales; 


ribosomal RNA, 
lales; 


in FRR- 


1945876 1945911 60 


Bacillaceae; 
1956375 1956410 60 


1967108 1967143 60 


2069443 2069478 60 


Bacillaceae; 
2152985 2153020 60 


P 


2177313 2177347 60 


Leuconostoc. 
2224094 2224129 60 


2262372 2262407 60 


Thermodesulfobacterium. 


484872 Bacteria_16S 
strain SK-1 16S r 
Firmicutes; Bacil 
484872 Bacteria_16S 
subterraneus stra 
Bacteria; Firmicutes; 
484872 Bacteria_16S 
stercorarium subsp. 


Clostridiaceae; C 
484872 Bacteria_16S 
strain BG29 16S r 
Firmicutes; Clostridia 
484872 Bacteria_16S 

sulfonivorans str 
Bacteria; Proteob 
484872 Bacteria_16S 


lales; 


Bacillales; 


2267015 2267050 60 


Bacillaceae; 
2312469 2312504 60 
2326124 2326159 60 
2338008 2338043 60 
; Clostridiales; 


2350127 2350162 60 


2353159 2353194 60 


95 


95 


ibosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Sphingomonadales; 


95 


bosomal RNA, partial sequence 


Betaproteobacteria; Rhodocyclales; Rhodoc 


95 


ribosomal RNA, partial sequence 


partial sequence 
Halobacillus. 


95 


10 16S ribosomal RNA, partial s 
roteobacteria; Alphaproteobacte 


95 


ribosomal RNA, partial sequence 
Lactobacillales; 


95 


R29812 16S ribosomal RNA, partial sequence 22232 


Thermodesulfobacteria; Thermodesulfobac 


95 


train SL6 16S ribosomal RNA, partial s 
Thermodesulfobacteria; 


95 


ibosomal RNA, partial sequence 
Geobacillus. 


in 34 16S ribosomal RNA, partial seque 
Bacillaceae; 


95 gi|219857521|ref|NR_025109.1 
nce 2311580 2313074 Geobac 

Geobacillus. 
95 gi|219857512|ref|NR_025100.1 
ribosomal RNA, partial seq 


leptospartum strain ATCC 35414 16S 
Clostridium stercorarium subsp. 
lostridium. 


95 


ibosomal RNA, partial sequence 
Heliobacteriaceae; 


95 


ain S1 16S ribosomal RNA, partial sequence 23493 
acteria; Alphaproteobacteria; Rhizobia 


95 


gi|219878231 


16S ribosomal RNA, partial sequence 1945009 19464 
Bacillus. 


gi| 219878224 


1955571 19570 
Sphingomon 


gi|219878217 


1966261 19677 


yclaceae; Thauera. 
gi|219878144|ref|NR_025283.1 
2068593 20700 


2118933 21204 


219857633 
equence 
ria; Rhodo 


gi 


gi| 219857615 
2176454 21779 


gi|219857583 


teriales; 
219857558 
equence 
Thermodesulfobac 


gi 


gi|219857555 
2266147 22676 


gi|219857503 
2337153 23386 
gi]219857494 


les; 
219857492 


gi 


Hyphomicrobiaceae; 


ref|NR_025370.1 
74 Bacillus fuma 


ref |NR_025363.1 
16 Sphingomonas 
adaceae; 
ref|NR_025356.1 


54 Halobacillus 


ref|NR_025222.1 
2152193 215360 
bacterales; 


ref |NR_025204.1 


ref|NR_025171.1 


Thermodesulfobac 


ref|NR_025146.1 
2261503 226299 
teriales; Thermo 


ref|NR_025143.1 


ref |NR_025091.1 


ium. 
ref |NR_025082.1 
35 2350745 Hyphom 
Hy 


denitrificans strain 123 16S ribosomal RNA, partial sequence 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 


Bacillus fumarioli 
rioli Bacteria; 


Sphingomonas pituitosa 
pituitosa Bacteria; 


Sphingomonas. 


Thiocapsa litoralis 


04 Thiocapsa litoralis Bacteria; 


Azospirillum 
3 Azospirillum 


Rhodospirillaceae; 


Marinibacillus marinus 
s marinus Bacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Lamprocystis 
5 Lamprocystis 


Chromatiaceae; Lamprocystis. 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Thauera linaloolentis 


74 Thauera linaloolentis Bacteria; 


Thermobacillus 
8 Thermobacillus 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Albidovulum 
1 Albidovulum 


Rhodobacteraceae; 


Leuconostoc inhae 


27 Leuconostoc inhae Bacteria; 


Thermodesulfatator 


20 2224715 Thermodesulfatator indicus DSM 


teriaceae; 
Thermodesulfobacterium 
9 Thermodesulfobacterium 


desulfobacteriaceae; 


Geobacillus toebii 


57 Geobacillus toebii Bacteria; 


Geobacillus 
illus subterraneus 


Clostridium 
uence 2325260 2326777 


leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Heliobacterium undosum 


51 Heliobacterium undosum Bacteria; 
Heliobacter 


Hyphomicrobium 
icrobium sulfonivorans 
phomicrobium. 
Comamonas 


ref |NR_025080.1 
2352316 235375 


7 Comamonas 


484872 Bacteria_16S 2382063 2382098 60 95 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 
484872 Bacteria_16S 2388154 2388189 60 95 gi|219857468|ref|NR_025056.1| Thermoanaerobacter 
yonseiensis strain KBl 16S ribosomal RNA, partial sequence 2387307 2388807 Thermoanaerobacter yonseiensis 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
484872 Bacteria_16S 2398736 2398771 60 95 gi|219857461|ref|NR_025049.1| Sporosarcina 
aquimarina strain SW28 16S ribosomal RNA, partial sequence 2397869 2399376 Sporosarcina aquimarina 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Sporosarcina. 
484872 Bacteria_16S 2400250 2400285 60 95 gi|219857460|ref|NR_025048.1| Hyphomicrobium 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 2400873 Hyphomicrobium 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 
Hyphomicrobium. 
484872 Bacteria_16S 2404848 2404883 60 95 gi| 219857457 |ref|NR_025045.1| Lactobacillus kimchii 
strain MT-1077 16S ribosomal RNA, partial sequence 2403965 2405486 Lactobacillus kimchii Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 


484872 Bacteria_16S 2429257 2429292 60 95 gi|219857438|ref|NR_025026.1| Desulfotomaculum 
sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 2428395 2429818 Desulfotomaculum 
sapomandens Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
484872 Bacteria_16S 2433810 2433845 60 95 gi|219857432|ref|NR_025020.1| Flavobacterium 


frigidarium strain A2i 16S ribosomal RNA, partial sequence 2432948 2434422 Flavobacterium frigidarium 
Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Flavobacterium. 


484872 Bacteria_16S 2444457 2444492 60 95 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

484872 Bacteria_16S 2449043 2449078 60 95 gi|219857420|ref|NR_025008.1| Alkalibacterium 


Olivapovliticus strain WW2-SN4a 16S ribosomal RNA, partial sequence 2448175 2449681 Alkalibacterium 
olivapovliticus Bacteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Alkalibacterium. 

484872 Bacteria_16S 2450555 2450590 60 95 gi|219857419|ref|NR_025007.1| Laceyella putida 
strain KCTC 3666 16S ribosomal RNA, partial sequence 2449732 2451192 Laceyella putida Bacteria; 
Firmicutes; Bacillales; Thermoactinomycetaceae; Laceyella. 


484872 Bacteria_16S 2471786 2471821 60 95 gi|219857402|ref|NR_024990.1| Thioalkalivibrio 
versutus strain AL2 16S ribosomal RNA, partial sequence 2470921 2472353 Thioalkalivibrio versutus 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
484872 Bacteria_16S 2498683 2498718 60 95 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

484872 Bacteria_16S 2500222 2500257 60 95 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

484872 Bacteria_16S 2506344 2506379 60 95 gi|219857373|ref|NR_024961.1| Alkalispirillum mobile 


strain DSM 12769 16S ribosomal RNA, partial sequence 2505486 2506949 Alkalispirillum mobile Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Alkalispirillum. 

484872 Bacteria_16S 2543585 2543620 60 95 gi| 219857348 |ref|NR_024936.1| Hydrogenophaga 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 


484872 Bacteria_16S 2560492 2560527 60 95 gi|219857337|ref|NR_024925.1| Aminobacterium mobile 
strain ILE-3 16S ribosomal RNA, partial sequence 2559665 2561117 Aminobacterium mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Aminobacterium. 

484872 Bacteria_16S 2619032 2619067 60 95 gi|219857253|ref|NR_024884.1| Dechloromonas agitata 
strain CKB 16S ribosomal RNA, partial sequence 2618180 2619685 Dechloromonas agitata Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Dechloromonas. 

484872 Bacteria_16S 2622062 2622097 60 95 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

484872 Bacteria_16S 2629752 2629787 60 95 gi|219857239|ref|NR_024867.1| Thermus scotoductus 
strain Se-1 16S ribosomal RNA, partial sequence 2628913 2630381 Thermus scotoductus Bacteria; 
Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; Thermus. 

484872 Bacteria_16S 2649581 2649616 60 95 gi|219857225|ref|NR_024853.1| Azonexus fungiphilus 
strain BS5-8 16S ribosomal RNA, partial sequence 2648722 2650196 Azonexus fungiphilus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azonexus. 

484872 Bacteria_16S 2651084 2651119 60 95 gi|219857224|ref|NR_024852.1| Azospira oryzae strain 
6a3 16S ribosomal RNA, partial sequence 2650247 2651682 Azospira oryzae Bacteria; Proteobacteria; 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azospira. 

484872 Bacteria_16S 2652615 2652650 60 95 gi|219857223|ref|NR_024851.1| Azoarcus indigens 
strain VB32 16S ribosomal RNA, partial sequence 2651733 2653216 Azoarcus indigens Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

484872 Bacteria_16S 2654101 2654136 60 95 gi|219857222|ref|NR_024850.1| Azoarcus communis 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 2654616 Azoarcus communis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

484872 Bacteria_16S 2675082 2675117 60 95 gi|219857206|ref|NR_024834.1| Thiobacter 


subterraneus strain C55 16S ribosomal RNA, partial sequence 2674215 2675666 Thiobacter subterraneus 
Bacteria; Proteobacteria; Betaproteobacteria; Thiobacter. 


484872 Bacteria_16S 


psychrotolerans s 


psychrotolerans B 
484872 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


484872 Bacteria_16S 


desulfurans strai 
desulfurans Bacte 


484872 Bacteria_16S 


oxidotolerans str 
oxidotolerans Bac 


484872 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


484872 Bacteria_16S 


troitsensis strai 
troitsensis Bacte 


484872 Bacteria_16S 


toyohensis strain 
TOBE Bacteria; Fi 


484872 Bacteria_16S 


strain GTC 854 16 
Firmicutes; Bacil 


484872 Bacteria_16S 


strain DSM 5069 1 
Bacteria; Thermot 


484872 Bacteria_16S 


mesophilum strain 
mesophilum Bacter 


484872 Bacteria_16S 


acidipiscis strai 
acidipiscis Bacte 


484872 Bacteria_16S 


weihenstephanensi 
weihenstephanensi 


484872 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


484872 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


484872 Bacteria_16S 


halophilum strain 
halophilum Bacter 


484872 Bacteria_16S 


strain JCM9731 16 


2681122 2681157 60 95 gi 
train IDR2-2 16S ribosomal RNA, partia 
acteria; Firmicutes; Lactobacillales; 
2698919 2698954 60 95 gi 


2 
1 


2 


laceae; Bacillus. 
2703551 2703586 60 95 gi 
n St55B 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2706557 2706592 60 95 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
2732257 2732292 60 95 gi 
train M13-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; 
2738196 2738231 60 95 gi 
n KMM 3674 16S ribosomal RNA, partial 
ria; Bacteroidetes; Flavobacteria; Fla 
2755858 2755893 60 95 gi 
TOBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
2769389 2769423 60 95 gi 
S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2790629 2790664 60 95 


2 


2 


2 


2 


2 


2 


gi|2 


ogae; Thermotogales; Thermotogaceae; T 
2813123 2813158 60 95 gi 
MBIC1140 16S ribosomal RNA, partial s 
ia; Bacteroidetes; Flavobacteria; Flav 
2837380 2837415 60 95 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2869779 2869814 60 95 gi 
s strain DSM11821 16S ribosomal RNA, p 
s Bacteria; Firmicutes; Bacillales; Ba 
2872936 2872971 60 95 gi 


2 


lales; Bacillaceae; Bacillus. 

2874524 2874559 60 95 gi 
n ATCC53909 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Pullulani 
2877683 2877718 60 95 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2880813 2880848 60 95 gi 
S ribosomal RNA, partial sequence 


s 


e; 


Ca 


ue 
Th 


eq 
le 


s 
Ca 


se 
Vo 


ne 
er 


2768556 27 


6S ribosomal RNA, partial sequence 2789778 27 
he 


eq 
ob 
219856899 
qu 
ob 
219856878 
ar 
ci 
219856876 
6S ribosomal RNA, partial sequence 2872057 28735 


219856875 


ba 
219856873 
qu 


219856871 
2879945 28814 


19857202 


19857189 


2698052 2699555 Bacil 


19857186 
nce 

ermales; 
19857184 
uence 


19857166 
equence 
rnoba 
19857162 
quence 

bacte 
19857149 
e 27549 
ales; 
19857138 
700 


19857123 
912 
rmotoga. 
19857108 
uence 

acterial 


ence 
acillace 


tial seq 
llaceae; 


equence 
cillus. 


ence 
Salimic 


sequence 
rnobacte 


s Family 


cte 


ria 


Th 


ref |NR_024830.1 

2680270 26817 
riaceae; Alkali 
ref|NR_024817.1 
lus asahii Bact 


ref |NR_024814.1 
2702689 27040 
Thermaceae; Oc 
ref|NR_024812.1 
2705678 27071 
XII. Incertae 
ref|NR_024794.1 
2731401 27328 
riaceae; Marini 
ref|NR_024790.1 
2737379 273875 
les; Flavobacte 
ref|NR_024777.1 


anaerobacte 
NR_024766.1 


ermo 
ref 


ref|NR_024751.1 


ref |NR_024736.1 

2812273 281371 
es; Flavobacter 
NR_024718.1 
2836503 283790 
ae; Lactobacillu 
ref |NR_024697.1 
uence 286889 
Bacillus; Bacil 
ref |NR_024695.1 


ref|NR_024694.1 
2873633 287517 


ref |NR_024692.1 

2876799 287831 
robium. 
ref |NR_024690.1 


6 
b 


e 


7 


e 


9 
s 


5 


1 


xr 


90 2756495 Therma 
xr 


i 


Alkalibacterium 
1 Alkalibacterium 
acterium. 

Bacillus asahii 
ria; Firmicutes; 


strain 


Oceanithermus 
1 Oceanithermus 
anithermus. 
Exiguobacterium 
1 Exiguobacterium 
edis; Exiguobacterium. 
Marinilactibacillus 
8 Marinilactibacillus 
actibacillus. 
Arenibacter 
9 Arenibacter 
iaceae; Arenibacter. 
Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Bacillus okuhidensis 


07 Bacillus okuhidensis Bacteria; 


Thermotoga thermarum 


48 Thermotoga thermarum DSM 5069 


Tenacibaculum 

6 Tenacibaculum 
aceae; Tenacibaculum. 
Lactobacillus 

8 Lactobacillus 

Ss. 

Bacillus 

6 2870426 Bacillus 

lus cereus group. 
Bacillus niacini 


82 Bacillus niacini Bacteria; 


Pullulanibacillus 
2 Pullulanibacillus 


Salimicrobium 
5 Salimicrobium 


Bacillus carboniphilus 


48 Bacillus carboniphilus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

484872 Bacteria_16S 2885377 2885412 60 95 gi|219856866|ref|NR_024685.1| Sphingomonas 
oligophenolica 16S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

484872 Bacteria_16S 2946026 2946060 60 95 gi|219856826|ref|NR_024645.1| Lactobacillus 
collinoides strain JCM1123 16S ribosomal RNA, partial sequence 2945130 2946678 Lactobacillus 
collinoides Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

484872 Bacteria_16S 2971714 2971749 60 95 gi|219846942|ref|NR_026534.1| Pseudomonas 
resinovorans strain LMG 2274 16S ribosomal RNA, partial sequence 2970861 2972325 Pseudomonas 
resinovorans Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 
Pseudomonas. 

484872 Bacteria_16S 3000740 3000775 60 95 gi|219846923|ref|NR_026515.1| Geobacillus pallidus 


strain DSM 3670 1 
Firmicutes; Bacil 


484872 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


strain HN3-7 16S 


strain RF-4 16S r 


mal RNA, partial sequence 
ci; 
484872 Bacteria_16S 
ribosomal RNA, partial sequence 
Deinococcus-Thermus; 
484872 Bacteria_16S 
ibosomal RNA, partial sequence 
Deinococcus-Thermus; 


lales; Bacillaceae; Geobacillus. 


3018796 3018831 60 95 gi 
Thermus. 
95 


Thermales; Thermaceae; 
3020319 3020354 60 gi 
Deinococci; Thermales; T 


3021841 3021876 60 


Thermaceae; 
95 gi 
Deinococci; Thermales; 


Thermaceae; T 


484872 Bacteria_1 


strain M-29c 16S ribosomal RNA, partial sequence 
Lactobacillales; 


Firmicutes; 


6S ribosomal RNA, partial sequence 2999867 30013 


219846911 
3017969 3019430 Thermus o 


219846910 
3019481 30209 


219846909 
3021006 30224 


hermus. 


hermus. 


6S 3038612 3038647 60 95 gi 


Enterococcaceae; Vagococcus. 


219846897 
3037737 3039205 Vagococcus fluvialis Bacteria; 


ref|NR_026503.1 


shimai Bacte 


ref |NR_026502.1 


ref |NR_026501.1 


82 Geobacillus pallidus Bacteria; 


Thermus oshimai strain 
ria; Deinococcus- 


Thermus antranikianii 


55 Thermus antranikianii Bacteria; 


Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


ref|NR_026489.1 


Vagococcus fluvialis 


484872 Bacteria_1 


strain CreCitl 16 
Proteobacteria; 


Proteobacteria; 


strain S369-98-1 
Firmicutes; 


strain ml1134/97/1 


Firmicutes; 


Bacteria; 


Bacteria; 


Bacteria; 


kamchatkensis Bac 
Desulfurella. 


484872 Bacteria_16S 


strain 1607-97 16 
Firmicutes; 


Lactobacillales; 


484872 Bacteria_16S 
strain N1 16S rib 
Proteobacteria; Alphapro 
484872 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


484872 Bacteria_16S 


strain DSM 12081 


Proteobacteria; B 


484872 Bacteria_16S 


oxalivorans strai 
oxalivorans Bacte 


484872 Bacteria_16S 


oxalaticus strain 
Bacteria; Firmicu 


484872 Bacteria_16S 


denitrificans str 
denitrificans Bac 
Hyphomicrobium. 


484872 Bacteria_16S 


methylovorum stra 
methylovorum Bact 
Hyphomicrobium. 


484872 Bacteria_16S 


zavarzinii strain 
zavarzinii Bacter 


484872 Bacteria_16S 


hollandicum strai 
hollandicum Bacte 
Hyphomicrobium. 


484872 Bacteria_16S 


pedioforme strain 
pedioforme Bacter 


484872 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


484872 Bacteria_16S 


strain CE2203 16S 


B 
484872 Bacteria_1 
strain AX39 16S r 
B 
484872 Bacteria_1 
mechernichensis s 
mechernichensis B 
484872 Bacteria_1 


Lacto 
484872 Bacteria_1 


Lacto 
484872 Bacteria_1 
limneticum strain 
Proteob 
484872 Bacteria_16S 
multipotens strai 
Proteob 
484872 Bacteria_16S 
propionica strain 
Proteob 
484872 Bacteria_16S 
kamchatkensis str 


Lacto 
484872 Bacteria_16S 
700631 16S riboso 


6S 3053853 3053888 60 95 gi| 219846886 
S ribosomal RNA, partial sequence 3052993 30544 
etaproteobacteria; Neisseriales; Neisseriaceae; 
6S 3059949 3059984 60 95 gi| 219846882 
ibosomal RNA, partial sequence 3059104 30605 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
6S 3061490 3061525 60 95 gi| 219846881 
train TL1 16S ribosomal RNA, partial sequence 
acteria; Proteobacteria; Betaproteobacteria; Rho 
6S 3064527 3064562 60 95 gi| 219846879 
16S ribosomal RNA, partial sequence 3063651 30650 
bacillales; Streptococcaceae; Streptococcus. 

6S 3070380 3070415 60 95 gi| 219846875 
16S ribosomal RNA, partial sequence 30695 
bacillales; Enterococcaceae; Vagococcu 
6S 3074786 3074821 60 95 gi 
cda-1 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Rhodocycl 
3079324 3079359 60 95 gi 
n RH-8 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 
3080900 3080935 60 95 gi 
U-8 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3082476 3082511 60 95 gi 
ain K-119 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


Ss. 
219846872 
ence 30739 
ales; 
219846869 
ence 30784 
ellales; D 
219846868 
ce 30800 
ellales; D 
219846867 
equence 

eria; Desu 


3091441 3091476 60 95 

S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3100472 3100507 60 

mal RNA, partial sequence 
Aerococcaceae; Facklamia. 
3109364 3109399 60 95 
osomal RNA, complete sequence 3108566 31099 
teobacteria; Rhodobacterales; Rhodobacter 
3110856 3110891 60 95 gi| 219846848 
strain BT 16S ribosomal RNA, partial sequence 

Bacteria; Firmicutes; Clostridia; Clostridiales; 
3113913 3113948 60 95 gi| 219846846 
16S ribosomal RNA, complete sequence 31130 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
3121501 3121536 60 95 gi|219846841 
n RAOx-FS 16S ribosomal RNA, partial sequence 

ria; Firmicutes; Bacillales; Paenibacillaceae; A 
3123048 3123083 60 95 gi|219846840 
RAOx1 16S ribosomal RNA, partial sequence 31221 
tes; Bacillales; Paenibacillaceae; Aneurinibacil 
3124544 3124579 60 95 gi| 219846839 
ain DSM 1869 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; Rhiz 


gi| 219846861 
3090574 30919 
Ignavigranum. 

95 gi| 219846855 
3099595 3101003 Fackl 


gi|219846849 


3126033 3126068 60 
in DSM 
eria; 


219846838 
sequence 
ria; Rhizo 


95 gi 
5458 16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacte 
3127502 3127537 60 
ZV-622 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 
3128990 3129025 60 95 gi 
n IFAM KB-677 16S ribosomal RNA, parti 
ria; Proteobacteria; Alphaproteobacter 


219846837 
uence 

a; Rhizobi 
219846836 
al sequenc 
ia; Rhizob 


95 gi 


’ 


3150028 3150063 60 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3156224 3156259 60 95 gi 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 


219846822 
equence 
a; Chromat 
219846818 
sequence 
Clostridia 


95 gi 


Rhod 


ref |NR_026478.1 
Formivibrio. 
ref |NR_026474.1 
; Th 
ref 


auera. 
NR_026473.1 
060645 306213 
docyclales; Rho 
ref|NR_026471.1 
27 Streptococcus 


Ww 


ref |NR_026467.1 
11 3070973 Vagoco 


ref|NR_026464.1 
12 3075441 Ferrib 
ocyclaceae; Ferr 
ref|NR_026461.1 
57 3079982 Desulf 
esulfurellaceae; 
ref|NR_026460.1 
33 3081558 Desulf 
esulfurellaceae; 
ref|NR_026459.1 

3081609 308313 
lfurellales; Des 


ref |NR_026453.1 
90 Ignavigranum 


ref 
amia 


NR_026447.1 
ignava Bact 


ref|NR_026441.1 


aceae; Rhodovulu 
ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 
ref|NR_026438.1 
39 3114569 Azoarc 
; Azoarcus. 
ref|NR_026433.1 

3120644 312214 
neurinibacillus 
ref|NR_026432.1 
91 3123687 Ammoni 
lus group; Ammon 
ref|NR_026431.1 

3123738 312518 
obiales; Hyphomi 


ref |NR_026430.1 
3125234 312665 
biales; Hyphomic 


ref |NR_026429.1 

3126704 312814 
ales; Hyphomicro 
ref |NR_026428.1 
e 3128192 312961 
iales; Hyphomicr 


ref|NR_026414.1 
3149167 315062 
iales; Chromatia 
ref|NR_026410.1 
3155325 315690 
les; Peptococcac 


3172910 3172945 60 95 gi 
ribosomal RNA, partial sequence 


219846806 


d 


Formivibrio citricus 


82 Formivibrio citricus Bacteria; 


Thauera selenatis 


94 Thauera selenatis Bacteria; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Streptococcus ovis 
ovis Bacteria; 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Ferribacterium 
acterium limneticum 
ibacterium. 

Desulfurella 
urella multipotens 
Desulfurella. 
Desulfurella 
urella propionica 

Desulfurella. 

Desulfurella 
4 Desulfurella 
ulfurellaceae; 


Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Rhodovulum iodosum 


80 Rhodovulum iodosum Bacteria; 


m. 
Sporotomaculum 

6 Sporotomaculum 
Sporotomaculum. 
Azoarcus anaerobius 

us anaerobius Bacteria; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 
philus oxalaticus 
iphilus. 
Hyphomicrobium 
3 Hyphomicrobium 
crobiaceae; 


Hyphomicrobium 
3 Hyphomicrobium 
robiaceae; 


Hyphomicrobium 
1 Hyphomicrobium 
biaceae; Hyphomicrobium. 
Hyphomicrobium 
6 Hyphomicrobium 
obiaceae; 


Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Desulfotomaculum 

1 Desulfotomaculum 

eae; Desulfotomaculum. 


ref |NR_026398.1 


Thiorhodococcus minor 


3172065 3173514 Thiorhodococcus minor Bacteria; 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiorhodococcus. 


484872 Bacteria_16S 3180450 3180485 60 95 gi|219846801|ref|NR_026393.1| Facklamia hominis 
strain ATCC 700628 16S ribosomal RNA, partial sequence 3179583 3181087 Facklamia hominis Bacteria; 
Firmicutes; Lactobacillales; Aerococcaceae; Facklamia. 

484872 Bacteria_16S 3197442 3197477 60 95 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

484872 Bacteria_16S 3198922 3198957 60 95 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 

484872 Bacteria_16S 3244305 3244340 60 95 gi|219846758|ref|NR_026350.1| Desulfonatronovibrio 
hydrogenovorans strain Z-7935 16S ribosomal RNA, partial sequence 3243444 3244946 Desulfonatronovibrio 
hydrogenovorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; 
Desulfonatronovibrio. 

484872 Bacteria_16S 3262220 3262255 60 95 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

484872 Bacteria_16S 3263743 3263778 60 95 gi|219846745|ref|NR_026337.1| Pedomicrobium 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
484872 Bacteria_16S 3362827 3362862 60 95 gi|219846675|ref|NR_026267.1| Salimicrobium album 
strain DSM 20748 16S ribosomal RNA, partial sequence 3361953 3363441 Salimicrobium album Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Salimicrobium. 

484872 Bacteria_16S 3388589 3388624 60 95 gi|219846653|ref|NR_026245.1| Rhabdochromatium 
marinum DSM 5261 16S ribosomal RNA, partial sequence 3387742 3389193 Rhabdochromatium marinum Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Rhabdochromatium. 

484872 Bacteria_16S 3451421 3451456 60 95 gi|219846609|ref|NR_026201.1| Thermotoga elfii 
strain DSM 9442 16S ribosomal RNA, partial sequence 3450571 3452089 Thermotoga elfii Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermotoga. 

484872 Bacteria_16S 3472756 3472791 60 95 gi|219846594|ref|NR_026186.1| Rhodococcus opacus 
strain DSM 43205 16S ribosomal RNA, partial sequence 3471913 3473393 Rhodococcus opacus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 

484872 Bacteria_16S 3522788 3522823 60 95 gi|219846561|ref|NR_026153.1| Thauera aromatica 
strain DSM 6984 16S ribosomal RNA, partial sequence 3521933 3523432 Thauera aromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

484872 Bacteria_16S 3527326 3527361 60 95 gi|219846558|/ref|NR_026150.1| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

484872 Bacteria_16S 3534884 3534919 60 95 gi|219846553|ref|NR_026145.1| Bacillus 
pseudalcaliphilus DSM 8725 16S ribosomal RNA, partial sequence 3534017 3535534 Bacillus 
pseudalcaliphilus Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

484872 Bacteria_16S 3538009 3538044 60 95 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

484872 Bacteria_16S 3539578 3539613 60 95 gi|219846550|ref|NR_026142.1| Bacillus agaradhaerens 
strain DSM 8721 16S ribosomal RNA, partial sequence 3538695 3540215 Bacillus agaradhaerens Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

484872 Bacteria_16S 3541150 3541185 60 95 gi|219846549|ref|NR_026141.1| Bacillus clarkii 


strain DSM 8720 
Firmicutes; Baci 
484872 Bacteria 
strain DSM 8716 
Firmicutes; Baci 


484872 Bacteria_ 


strain 106 16S r 
Proteobacteria; 


484872 Bacteria_ 


stercorarium sub 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; 


Clostridiaceae; 


484872 Bacteria_ 


acetivorans stra 
Bacteria; Proteo 


484872 Bacteria_ 


strain NCIMB 629 
Firmicutes; Baci 


484872 Bacteria_ 


strain NCIMB 149 


6S ribosomal RNA, 


llales; Bacillaceae; Bacillus. 

16S 3542707 3542742 60 95 gi| 219846548 
16S ribosomal RNA, partial sequence 3541838 35433 
llales; Bacillaceae; Bacillus. 

16S 3556592 3556627 60 95 gi| 219846538 
ibosomal RNA, partial sequence 3555718 35572 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 
16S 3582182 3582217 60 95 gi|219846521 
sp. thermolacticum strain TX41 16S ribosomal RNA, 


Clostridium. 

16S 3588397 3588432 60 95 gi 
in A63 16S ribosomal RNA, partial seque 
bacteria; Deltaproteobacteria; Desulfur 
16S 3609856 3609891 60 95 gi 
llales; Planococcaceae; Planococcus. 
16S 3611337 3611372 60 95 gi 
3 16S ribosomal RNA, partial sequence 


complete sequence 3540266 35417 


nc 
el 


16S ribosomal RNA, partial sequence 3608971 36104 


219846498 


219846517 
e 35875 
lales; D 
219846499 


36104 


87 Bacillus 


ref |NR_026140.1 
42 Bacillus 


ref|NR_026130.1 
47 Zoogloea 
+ Zoogloea. 
ref|NR_026113.1 
partial sequenc 


ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 
ref|NR_026091.1 


Clostridia; 


clarkii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Zoogloea ramigera 


ramigera Bacteria; 


Clostridium 
e 3581316 3582832 
Clostridiales; 


Desulfurella 

urella acetivorans 
Desulfurella. 
Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


Firmicutes; 


484872 Bacteria_16S 


Bacillales; 


Planococcaceae; 
3614369 3614404 60 


Planococcus. 


95 gi| 219846496 


ref|NR_026090.1| Planococcus citreus 
51 3611882 Planococcus citreus Bacteria; 
ref|NR_026088.1| Alloiococcus otitis 


strain NCFB 2890 16S ribosomal RNA, partial sequence 3613485 3615009 Alloiococcus otitis Bacteria; 


Firmicutes; 


Lactobacillales; 


Carnobacteriaceae; Alloiococcus. 


484872 Bacteria_16S 3655219 3655254 60 95 


tamworthensis strain Benl03 16S ribosomal RNA, partial 
tamworthensis Bacteria; Proteobacteria; Alphaproteobacteria; 


Amaricoccus. 


484872 Bacteria_16S 3678179 3678214 60 95 


thermophilus strain BMA1 16S ribosomal RNA, partial sequence 
Deferribacterales; 


thermophilus Bacteria; 
484872 Bacteria_16S 

sporothermodurans 
sporothermodurans Bacteria; 
484872 Bacteria_16S 


Deferribacteres; 
3723355 3723390 60 95 
Firmicutes; 
3764887 3764922 60 


Bacillales; 
95 


thermocisternum strain ST90 16S ribosomal RNA, partial 


thermocisternum Bacteria; 
484872 Bacteria_16S 
norvegica strain 
Bacteria; Proteobacteria; Deltaproteobacteria; 

Thermodesulforhabdus. 

484872 Bacteria_16S 3778446 3778481 60 95 
strain SL1 16S ribosomal RNA, partial sequence 

Thermotogae; Thermotogales; Thermotogaceae; 
484872 Bacteria_16S 3811652 3811687 60 


Firmicutes; Clostridia; 
3776899 3776934 60 95 


95 


funditum strain pf3 16S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


Bacteria; Firmicutes; 
484872 Bacteria_16S 

hominis strain 65 
Bacteria; 
484872 Bacteria_16S 


Lactobacillales; 


3828530 3828565 60 95 


3834451 3834486 60 95 


strain 7 16S ribosomal RNA, partial sequence 3833603 3835009 Rumin 
Ruminococcus. 


Clostridia; Clostridiales; 
484872 Bacteria_16S 
strain Td-21 16S 
Proteobacteria; 
484872 Bacteria_16S 3876996 3877031 60 95 
strain Wai33 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Thermales; 
484872 Bacteria_16S 3878516 3878551 60 95 
strain YT-1 16S ribosomal RNA, partial sequence 
Deinococcus-Thermus; Deinococci; Thermales; 
484872 Bacteria_16S 3930716 3930751 60 


Ruminococcaceae; 
3855634 3855669 60 95 
ribosomal RNA, partial sequence 


95 


okeanokoites strain IFO 12536 16S ribosomal RNA, partial 


okeanokoites Bacteria; 
484872 Bacteria_16S 


Firmicutes; Bacillales; 
3954200 3954235 60 95 


sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 


Bacteria; 
484872 Bacteria_16S 3955639 3955674 60 95 
strain MB-G2 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


484872 Bacteria_16S 3960160 3960195 60 

IAM 12464 16S ribosomal RNA, partial sequence 
Bacillales; Bacillaceae; Bacillus. 

484872 Bacteria_16S 3964690 3964725 60 95 
strain 2761 16S ribosomal RNA, partial sequence 
Proteobacteria; 
484872 Bacteria_16S 


95 


3969163 3969198 60 95 


strain NCIMB 11762 16S ribosomal RNA, partial sequence 


Bacteria; 
484872 Bacteria_16S 
salexigens strain 
Bacteria; 
484872 Bacteria_16S 


3970613 3970648 60 95 


4027080 4027115 60 95 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


alkenivorans Bacteria; 
Desulfatibacillum. 
484872 Bacteria_16S 
strain ATCC 15466 
Proteobacteria; 
484872 Bacteria_16S 4040848 4040883 60 
R-7190 16S ribosomal RNA, partial sequence 
Bacillales; Bacillaceae; Bacillus. 

484872 Bacteria_16S 4042306 4042341 60 95 
strain R-6540 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 


Proteobacteria; 


4037826 4037861 60 95 


95 


strain M215 16S ribosomal RNA, partial 


Clostridiales; 


A8444 16S ribosomal RNA, partial sequence 
Syntrophobacterale 


Thermotoga. 


73 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Cardiobacteriales; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


Thermaceae; 


Thermaceae; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


Betaproteobacteria; Rhodocyclales; Rhodocyclaceae 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


WS 68 16S ribosomal RNA, partial sequence 39698 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


16S ribosomal RNA, partial sequence 
Betaproteobacteria; Burkholderiales; Thiomonas. 


4039998 4041459 Bacil 


219846468 
sequence 


gi 


gi|219846452 
Deferr 
219846419 
sequence 
Bacillaceae; 
gi| 219846388 
sequence 


gi 


219846379 
37759 


gi 


gi|219846378 
3777587 37790 


219846355 

38107 
Carnoba 
219846344 
38276 


gi 


gi 


gi| 219846339 


gi|219846325 
3854781 38562 


gi|219846311 
3876152 38776 
Thermus. 

gi|219846310 
3877677 38791 
Thermus. 

219846274 
sequence 


gi 


3954838 39562 


gi| 219846252 
3959295 39607 


gi|219846249 
3963836 39652 


219846246 
39683 


gi 


Rhodobacterales; 


ref|NR_026060.1| Amaricoccus 
3654403 3655826 Amaricoccus 
Rhodobacteraceae; 


ref|NR_026043.1| Deferribacter 
3677295 3678845 Deferribacter 
ibacteraceae; Deferribacter. 


ref|NR_026010.1| Bacillus 

3722493 3723989 Bacillus 
Bacillus. 
ref|NR_025979.1| Desulfotomaculum 


3764125 3765516 Desulfotomaculum 
Peptococcaceae; Desulfotomaculum. 
ref|NR_025970.1| Thermodesulforhabdus 
78 3777536 Thermodesulforhabdus norvegica 


s; Syntrophobacteraceae; 


ref|NR_025969.1| Thermotoga subterranea 
67 Thermotoga subterranea Bacteria; 


ref|NR_025946.1| Carnobacterium 
56 3812276 Carnobacterium funditum 
cterium. 
ref|NR_025934.1| Cardiobacterium 

53 3829122 Cardiobacterium hominis 
Cardiobacteriaceae; Cardiobacterium. 
ref|NR_025929.1| Ruminococcus albus 
ococcus albus 7 Bacteria; Firmicutes; 


ref|NR_025915.1| Azoarcus tolulyticus 
37 Azoarcus tolulyticus Bacteria; 
; Azoarcus. 
ref|NR_025901.1| Thermus filiformis 
26 Thermus filiformis Bacteria; 


ref|NR_025900.1| Thermus aquaticus 
46 Thermus aquaticus Bacteria; 


ref|NR_025864.1| Planomicrobium 
3929851 3931322 Planomicrobium 


Planococcaceae; Planomicrobium. 
gi|219846256|ref|NR_025846.1| Rhodovulum 
99 3954787 Rhodovulum sulfidophilum 
Rhodobacteraceae; Rhodovulum. 
gi|219846255|ref|NR_025845.1| Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 

aceae; Rhodovulum. 

ref|NR_025842.1| Bacillus firmus strain 
77 Bacillus firmus Bacteria; Firmicutes; 


ref |NR_025839.1| Rhodocyclus tenuis 
95 Rhodocyclus tenuis Bacteria; 

; Rhodocyclus. 
ref|NR_025836.1| Phaeospirillum fulvum 
66 3969766 Phaeospirillum fulvum 


Rhodospirillaceae; Phaeospirillum. 


gi|219846245|ref|NR_025835.1| Rhodothalassium 
17 3971134 Rhodothalassium salexigens 
Rhodobacteraceae; Rhodothalassium. 
gi|219846205|ref|NR_025795.1| Desulfatibacillum 


Desul 


219846198 
40370 


gi 


gi|219846196 


4026183 4027706 Desulfatibacillum 
fobacterales; Desulfobacteraceae; 


ref|NR_025788.1| Thiomonas intermedia 
01 4038390 Thiomonas intermedia Bacteria; 


ref 
lus 


NR_025786.1| Bacillus fordii strain 
fordii Bacteria; Firmicutes; 


gi|219846195 


ref|NR_025785.1| Bacillus farraginis 


4041510 4042925 Bacillus farraginis Bacteria; 


484872 Bacteria_16S 4083216 4083251 60 95 gi|219846164|ref|NR_025754.1 
sanguinis strain 2301083 16S ribosomal RNA, partial sequence 4082348 408382 
sanguinis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
484872 Bacteria_16S 4093747 4093782 60 95 gi| 219846157 |ref|NR_025747.1 
strain KMM 3941 16S ribosomal RNA, partial sequence 4092900 40943 

Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Arenibacter. 
484872 Bacteria_16S 4098163 4098198 60 95 gi|219846154|ref|NR_025744.1 
halophilus strain JC2051 16S ribosomal RNA, partial sequence 4097319 409874 
halophilus Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Cyclobac 
484872 Bacteria_16S 4117742 4117777 60 95 gi|219846139|ref|NR_025729.1 
strain ON59 16S ribosomal RNA, partial sequence 4116858 4118354 Streptococcus 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

484872 Bacteria_16S 4122400 4122435 60 95 gi|219846135|ref|NR_025725.1 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 412305 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rho 
Petrobacter. 

484872 Bacteria_16S 4131454 4131489 60 95 gi|219846126|ref|NR_025716.1 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marini 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

484872 Bacteria_16S 4133028 4133063 60 95 gi|219846125|ref|NR_025715.1 
strain MSS-155 16S ribosomal RNA, partial sequence 4132144 4133665 Halobacillus 
Firmicutes; Bacillales; Bacillaceae; Halobacillus. 

484872 Bacteria_16S 4171591 4171626 60 95 gi| 219846099 |ref|NR_025689.1 


strain 1843-02 16 
Firmicutes; Lacto 
484872 Bacteria_16S 
strain N-3 16S ri 
Firmicutes; Bacil 
484872 Bacteria_16S 
thermobenzoicum s 


bosomal RNA, 
lales; 


Enterococcaceae; 
4212532 4212567 60 


Bacillaceae; 
4230774 4230809 60 


S ribosomal RNA, partial sequence 
bacillales; 


95 


complete sequence 
Geobacillus. 


95 


4170715 41722 
Vagococcu 


gi 


s. 
219846067 


4211641 42131 


gi 


ubsp. thermosyntrophicum strain TPO 16 


219846048 


S ribosoma 


ref 


ref 


27 Vagococcus c 


63 Geobacillus 


1 RN 


NR_025657. 


NR_025638.1 
A, partial s 


Paenibacillus 
2 Paenibacillus 


Arenibacter certesii 


37 Arenibacter certesii Bacteria; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Streptococcus minor 
minor Bacteria; 


Petrobacter 
2 Petrobacter 


docyclaceae; 


Marinibacillus 
bacillus campisalis 


Halobacillus locisalis 


locisalis Bacteria; 


Vagococcus carniphilus 


arniphilus Bacteria; 


Geobacillus lituanicus 


lituanicus Bacteria; 


Desulfotomaculum 
equence 4229850 4231400 


Desulfotomaculum thermobenzoicum subsp. thermosyntrophicum Bacteria; Firmicutes; Clostridia; 


Clostridiales; Pe 
484872 Bacteria_16S 
ammonificans stra 
ammonificans Bact 
484872 Bacteria_16S 
albertensis strai 
albertensis Bacte 
Acidithiobacillus 
484872 Bacteria_16S 
strain ED 11/3LLK 
Aquificae; Aquifi 
484872 Bacteria_16S 
lithotrophicum st 
lithotrophicum Ba 
484872 Bacteria_16S 
thermolithotrophu: 
thermolithotrophu: 
484872 Bacteria_16S 
strain SGT-108 16 
Proteobacteria; G 
484872 Bacteria_16S 
thermophilum stra 
thermophilum Bact 
Thermodesulfobact 
484872 Bacteria_16S 
palmitatis strain 
Bacteria; Proteob 
484872 Bacteria_16S 
strain M069 16S r 


ria; 


eria; 


484872 Bacteria_16S 
succinivorans str 
succinivorans Bac 
484872 Bacteria_16S 
strain IMMIB D-13 
Bacteria; Actinob 
Tsukamurella. 

484872 Bacteria_16S 


ptococcaceae; 


cales; 


teria; 


408308 408342 60 


563212 563254 54 
Proteobacteria; 


603810 603844 60 


1049982 1050016 60 


2087905 2087939 60 


4067875 4067917 54 


806699 806734 60 


Thermodesulfobacteria; 


erium. 


3773774 3773843 28 


46124 46184 37 


70476 70544 29 


Firmicutes; 
103777 103837 37 


108297 108357 37 


Desulfotomaculum. 


94 


95 


94 


94 


94 


95 


S ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Cox 


95 


gi 


in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 


gi 


n DSM 14366 16S ribosomal RNA, partial 
Gammaproteobacter 


gi 


16S ribosomal RNA, partial sequence 


Desulfurobacteriaceae; Thermovi 


gi 


rain 17S 16S ribosomal RNA, partial se 


cteria; Aquificae; Aquificales; Desulf 


gi 


m strain BSA 16S ribosomal RNA, partia 
m Bacteria; Aquificae; Aquificales; De 


gi 


265678783 
uence 


265678677 
sequence 


265678649 
60290 
brio. 
265678345 
quence 


219878131 


sulfurobac 
219846174 


4067035 40685 


gi 


in 7 16S ribosomal RNA, partial sequen 


iellaceae; 
265678508 
ce 80584 


obacteriac 


ia; Acidit 


urobacteri 


1 sequence 


ref 


eae; 
ref 


ref 


ref 


teri 
ref 


Aqu 
ref 


407444 40891 


562358 56385 
hiob 


1049100 10505 
acea 


2087053 20884 


2 807361 Thermo 


NR_029088.1 
5 

Thermovibr 
NR_028982.1 
1 
acillales; 


NR_028954.1 


5 604369 Thermo 


NR_028647.1 
8 
e; Balneariu 
NR_025270.1 
9 
aceae; Desul 
NR_025764.1 


icella. 
NR_028811.1 


Thermodesulfobacteriales; Thermodes 
95 gi| 219846382 |ref|NR_025973.1 
ence 3772941 3774411 Desulf 


95 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


95 


95 


95 


SDBY1 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfur 


gi 


45374 


gi 


ain S1-1 16S ribosomal RNA, partial se 


Clostridia; Clostri 


gi 


21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


gi 


omonadales 
265679033 
46777 
nebacterin 
265679017 
quence 
diales; Ve 
265678994 
10297 
ales; Cory 


265678990 


conspicuum strain 3895/92 16S ribosomal RNA, partial sequence 
conspicuum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


7 De 
ref 


eae; 
ref 


illo 
ref 


neba 


ref 


Mycobacterium 


69637 


6 104435 Tsuka 


sulfuromonad 
NR_029341.1 


Mycobacteri 
NR_029325.1 
71125 
nellaceae; S 


i 


Thermovibrio 
Thermovibrio 
oO. 
Acidithiobacillus 
Acidithiobacillus 


Acidithiobacillaceae; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Balnearium 

0 Balnearium 

m. 
Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 
Aquicella siphonis 


16 Aquicella siphonis Bacteria; 


Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Mycobacterium goodii 
goodii Bacteria; 
aceae; Mycobacterium. 
Schwartzia 
Schwartzia 
chwartzia. 


NR_029302.1 


cterineae; T 


NR_029298.1 


Tsukamurella pulmonis 


murella pulmonis 


sukamurellaceae; 


Mycobacterium 


107522 108917 Mycobacterium 


484872 Bacteria_16S 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 
succinoxidans Bacteria; 


Desulfuromusa. 
484872 Bacteria_16S 
strain Kysw2 16S 


484872 Bacteria_16S 
genavense strain 


Mycobacterium. 
484872 Bacteria_16S 
strain ATCC 51131 


Mycobacterium. 
484872 Bacteria_16S 
strain RV-12x 16S 


141916 141976 37 
Proteobacteria; 


143400 143460 37 


221476 221536 37 


334044 334104 37 


388249 388317 29 


95 


Deltaproteobacteria; 


95 


ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


95 


95 


95 


ribosomal RNA, partial sequence 


gi 


gi 


142594 144031 Desulfuromusa 
Desulfuromonadaceae; 


gi 


2289 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
38 


265678968 


265678967 


265678915 


265678838 


265678796 
7448 38884 


ref |NR_029276.1 


ref|NR_029275.1 


ref|NR_029223.1 


ref 


NR_029143.1 


ref|NR_029101.1 


141109 142543 
Desulfuromonadales; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 


Desulfuromusa. 


Mycobacterium 


220659 222097 Mycobacterium genavense 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium celatum 


333245 334704 Mycobacterium celatum 
Corynebacterineae; Mycobacteriaceae; 


Veillonella ratti 


3 Veillonella ratti Bacteria; 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

484872 Bacteria_16S 398934 398994 37 95 gi| 265678789 |ref|NR_029094.1| Nocardia 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 398145 399618 Nocardia 
neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Nocardia. 


484872 Bacteria_16S 


brisbanense strain W6743 16S ribosomal RNA, partial sequence 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
484872 Bacteria_16S 
boenickei strain 


Mycobacterium. 
484872 Bacteria_16S 


australiensis strain Ben 117 16S ribosomal RNA, partial 
australiensis Bacteria; 


Quatrionicoccus. 
484872 Bacteria_16S 


strain FI-0169 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


478903 478963 37 


480452 480512 37 


482044 482079 60 


Proteobacteria; 


531045 531105 37 


Mycobacterium avium complex (MAC). 


484872 Bacteria_16S 


psychrotolerans strain WA101 16S ribosomal RNA, partial 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
484872 Bacteria_16S 
holsaticum strain 


Mycobacterium. 
484872 Bacteria_16S 


538684 538744 37 


617634 617694 37 


625042 625102 37 


95 


95 


95 


Betaproteobacteria; 


95 


95 


95 


95 


strain E846 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


484872 Bacteria_16S 
indolicum strain 
Bacteria; 
484872 Bacteria_16S 


685631 685699 29 


708026 708086 37 


95 


95 


strain 216 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Luteococcus. 
484872 Bacteria_16S 


712629 712689 37 


95 


strain gM-1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


484872 Bacteria_16S 
botniense strain 


Mycobacterium. 
484872 Bacteria_16S 
histaminiformans 
histaminiformans 
484872 Bacteria_16S 


paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Gordonia. 


Gordoniaceae; 
484872 Bacteria_16S 


Bacteria; 


714188 714248 37 


735665 735733 29 


Firmicutes; 
777559 777619 37 


789805 789865 37 


95 


95 


95 


95 


strain J72 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


gi 


gi 


W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


gi 


53 


gi 


gi 


1406 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 
62 


gi 


In04 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


gi 
70 


Propionibacter 


gi 
71 


Corynebacterin 


gi 


E347 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


strain MR2 16S ribosomal RNA, partial 


Clostridia; Clostridiales; 


gi 


gi 


265678732 


265678731 
47962 


265678730 
sequence 


265678698 
0243 53169 


265678693 
sequence 


265678640 
61679 


265678635 
4219 62572 


265678592 
68477 


265678577 
7255 70861 


265678574 
1792 71330 


265678573 
71335 
Cory 


265678558 
sequence 


265678528 
sequence 
Actin 


Actinomycetales; 


Rhodocyclales; 


Actinomycetales; 


ref |NR_029037.1 
478074 479572 


ref |NR_029036.1 


ref|NR_029035.1 
481171 482647 


ref|NR_029003.1 
4 Mycobacterium 


ref |NR_028998.1 
537853 539333 


ref |NR_028945.1 


ref |NR_028940.1 
5 Mycobacterium 
eae; Mycobacteri 
ref |NR_028897.1 
4 686292 Desulf 
Desulfobacterac 
ref |NR_028882.1 


ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028878.1 
9 714869 Mycoba 
nebacterineae; M 


ref|NR_028862.1 
734793 736329 
Veillonellaceae 
ref |NR_028832.1 
776745 778221 
omycetales; Cory 


265678519 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 


3 481120 Mycobacterium boenickei 
Corynebacterineae; Mycobacteriaceae; 


Quatrionicoccus 
Quatrionicoccus 


Rhodocyclaceae; 


Mycobacterium chimaera 
chimaera Bacteria; 


Mycobacteriaceae; Mycobacterium; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Mycobacterium 


5 618320 Mycobacterium holsaticum 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium palustre 
palustre Bacteria; 
aceae; Mycobacterium. 
Desulfobacterium 
obacterium indolicum 
eae; Desulfobacterium. 
Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 
ineae; Propionibacteriaceae; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
cterium botniense 
ycobacteriaceae; 


Allisonella 
Allisonella 
; Allisonella. 
Gordonia 
Gordonia 
nebacterineae; 


ref|NR_028823.1 


Gordonia sinesedis 


789013 790486 Gordonia sinesedis Bacteria; 


484872 Bacteria_ 


montefiorense str 
montefiorense Bac 


Mycobacteriaceae; 
484872 Bacteria_ 


16S 


Mycobacterium. 


811301 811361 37 
ain ATCC BAA-256 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 


95 


gi 


265678505 


rtial sequ 
e; Actinomycet 


16S 855251 855311 37 95 gi 


265678475 


ref|NR_028808.1| Mycobacterium 

ence 810468 811984 Mycobacterium 
ales; Corynebacterineae; 

ref|NR_028778.1| Propionibacterium 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 854408 855931 Propionibacterium 
microaerophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

484872 Bacteria_16S 917868 917928 37 95 gi|265678433|ref|NR_028735.1| Gordonia amicalis 
strain IEGM 16S ribosomal RNA, partial sequence 917039 918551 Gordonia amicalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

484872 Bacteria_16S 919433 919493 37 95 gi| 265678432 |ref|NR_028734.1| Gordonia desulfuricans 
strain 213E 16S ribosomal RNA, partial sequence 918602 920113 Gordonia desulfuricans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 

484872 Bacteria_16S 1218937 1218997 37 95 gi|219878368|ref|NR_025507.1| Luteococcus sanguinis 
strain CCUG 33897 16S ribosomal RNA, partial sequence 1218199 1219566 Luteococcus sanguinis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Luteococcus. 

484872 Bacteria_16S 1250712 1250772 37 95 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

484872 Bacteria_16S 1326295 1326355 37 95 gi|219846136|ref|NR_025726.1| Nocardia alba strain 
YIM 30243 16S ribosomal RNA, partial sequence 1325499 1326944 Nocardia alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

484872 Bacteria_16S 1329288 1329356 29 95 gi|219846090|ref|NR_025680.1| Dialister invisus DSM 
15470 strain E7.25 16S ribosomal RNA, partial sequence 1328439 1329962 Dialister invisus DSM 15470 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Dialister. 

484872 Bacteria_16S 1350806 1350866 37 95 gi|228720546|ref|NR_027594.1| Gordonia bronchialis 


DSM 43247 16S rib 
Bacteria; Actinob 


484872 Bacteria_ 
subsp. 
subsp. 
Mycobacteriaceae; 
484872 Bacteria_ 


saccharolyticum s 
1498218 Ha 


Halanaerobiales; 
484872 Bacteria_ 


pseudovaccinii st 
pseudovaccinii Ba 
Nocardiaceae; Noc 


484872 Bacteria_ 


canariasense stra 
canariasense Bact 


Mycobacteriaceae; 


484872 Bacteria_16S 


strain DSM 44222 


strain DSM 44515 


Mycobacteriaceae; 


484872 Bacteria_16S 
strain SPR2 16S r 
Actinobacteria; Actinobacteridae; Actinomycetales; 
484872 Bacteria_16S 
strain Kb2 16S ri 
Actinobacteria; Actinobacteridae; Actinomycetales; 
484872 Bacteria_16S 
elephantis strain 
elephantis Bacter 


Mycobacteriaceae; 


484872 Bacteria_16S 
propionicum strai 
propionicum Bacte 
Propionibacteriac 
484872 Bacteria_16S 
heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 


avium stra 
avium Bact 


osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
16S 1476287 1476347 37 95 gi 
in DSM 44156 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Mycobacterium; Mycobacterium avium comp 
16S 1497572 1497640 29 95 gi 
ubsp. saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. sac 
Halanaerobiaceae; Halanaerobium. 

16S 1521473 1521533 37 95 gi 
rain DSM 43406 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
ardia. 

16S 1560842 1560902 37 95 gi 
in 502329 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium. 

1728342 1728402 37 


al 


16 
ch 


ia 
ae 


eq 


’ 


95 gi 
ne 
1729878 1729938 37 95 gi 
ne 
1731391 1731451 37 95 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

1758947 1759007 37 95 
ibosomal RNA, partial sequence 


s 


gi 


Cory 
gi 


ne 
1810324 1810384 37 95 
bosomal RNA, partial sequence 

Cory 
2052709 2052769 37 95 gi 
DSM 44368 16S ribosomal RNA, partial 

ia; Actinobacteria; Actinobacteridae; 

Mycobacterium. 

2077066 2077126 37 95 gi 
n DSM 43307 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 


ne 
se 


Ac 


s 
A 


1349993 13514 


219878445 


219846665 


219857610 


219846147 


219878389 
16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
484872 Bacteria_16S 219878388 
16S ribosomal RNA, partial sequence 1729064 17305 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
484872 Bacteria_16S 
moriokaense strai 
moriokaense Bacte 


219878387 
Actinomyc 


219878366 
1758120 17596 


219878329 
1809512 18109 


219878157 


219878138 


neba 
ref 


es; Cory 
sequence 
Actinomy 
lex (MAC 


ceta 
). 
ref 
mal 
um 


S riboso 
arolytic B 
ref 
1 sequen 
Actino: 


: myce 
ref 
uence 
Actinomyceta 
ref 
bacterineae; 
ref 
bacterineae; 
ref 


equence 
etal 
ref 
bacterineae; 
ref 
bacterineae; 
ref 
quence 
tinomycetale 
ref 
ce 
myc 


equen 


ctino: etal 


2090800 2090860 37 95 gi 


219878129 


1475465 14769 


ce 1520665 15221 


1560055 15614 


13 Mycobacterium 


19 Mycobacterium 


1730570 17320 


2051875 20533 


2076251 20777 
es; Propion 


cterineae; G 
NR_025584.1 
3 
les; Coryneb 
NR_026257.1 
RNA, complet 
acteria; Fir 


NR_025199.1 
5 
tales; Coryn 
NR_025737.1 
8 
b 


les; Coryne 


NR_025528.1 


Mycobacteri 
NR_025527.1 


Mycobacteri 
NR_025526.1 
6 
a 


es; Coryneb 


NR_025505.1 


Gordoniacea 
NR_025468.1 


Gordoniacea 
NR_025296.1 
9 
s; Corynebac 
NR_025277.1 
5 


i 


ref 


64 Gordonia bronchialis DSM 43247 


ordoniaceae; Gordonia. 
Mycobacterium avium 
6 Mycobacterium avium 
acterineae; 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Nocardia 
6 Nocardia 
ebacterineae; 


Mycobacterium 
7 Mycobacterium 
acterineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Gordonia sihwensis 


18 Gordonia sihwensis Bacteria; 


e; Gordonia. 
Gordonia westfalica 


89 Gordonia westfalica Bacteria; 
e; 


Gordonia. 
Mycobacterium 
1 Mycobacterium 


terineae; 


Propionibacterium 
6 Propionibacterium 


bacterineae; 


NR_025268.1 


Mycobacterium 


2089993 2091437 Mycobacterium 


heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; 


484872 Bacteria_16S 
pinnipedii strain 
Bacteria; Actinob 
Mycobacterium; My 
484872 Bacteria_16S 


africanum strain 
africanum Bacteri 
Mycobacteriaceae; 


scrofulaceum stra 
scrofulaceum Bact 
Mycobacteriaceae; 


484872 Bacteria_16S 


tokaiense strain 
tokaiense Bacteri 
Mycobacteriaceae; 


484872 Bacteria_16S 


poriferae strain 
poriferae Bacteri 
Mycobacteriaceae; 


484872 Bacteria_16S 


strain ATCC 19422 
Bacteria; Actinob 
Mycobacterium; My 


strain ATCC 51384 


Actinobacteria; Actinoba 
484872 Bacteria_16S 


strain MUP 1182 1 


Actinobacteria; Actinoba 
484872 Bacteria_16S 


strain F829 16S r 


strain ATCC 927 1 


strain NRCM 00-25 


strain A45 16S ri 
Proteobacteria; G 


strandjordii stra 
strandjordii Bact 
Tsukamurellaceae; 


484872 Bacteria_16S 


strain FI-13295 1 


australiense stra 
australiense Bact 
Propionibacteriac 


strain IMMIB D-15 


strain ATCC 17747 
Firmicutes; Clost 


484872 Bacteria_16S 


bendigoensis stra 


Mycobacterium. 
2112192 2112252 37 


acteria; 


2128864 2128924 37 
ATCC 25420 16S 


2130342 2130402 37 
in ATCC 


Mycobacterium. 
2131847 2131907 37 
ATCC 27282 16S 


Mycobacterium. 
2133350 2133410 37 
ATCC 35087 16S 


Mycobacterium. 
2134864 2134924 37 
16S ribosomal 
acteria; 


2136381 2136441 37 
16S ribosomal 


2148416 2148476 37 
6S ribosomal RNA, 


2161956 2162016 37 


2165056 2165116 37 


2218094 2218154 37 


2233254 2233314 37 


2283852 2283887 60 


2306347 2306407 37 


Tsukamurella. 
2327621 2327681 37 


2359291 2359351 37 


2383550 2383610 37 


2403258 2403326 29 


2626626 2626686 37 


Tessaracoccus. 


2634228 2634263 60 


95 


6482 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
cobacterium tuberculosis complex. 


95 


ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 
Mycobacterium; Mycobacterium tuberculosis complex. 
484872 Bacteria_16S 


95 


19981 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 


95 


ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


95 


ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


95 


RNA, partial sequence 
Actinobacteridae; Actinomycetales; 
cobacterium tuberculosis complex. 
484872 Bacteria_16S 


95 


RNA, partial sequence 
cteridae; Actinomycetales; Corynebacterineae; 


95 


complete sequence 2147582 21491 
cteridae; Actinomycetales; Corynebacterineae; 


95 


ibosomal RNA, partial sequence 
Actinobacteria; Actinoba 
484872 Bacteria_16S 


95 


6S ribosomal RNA, partial sequence 2164214 21657 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
484872 Bacteria_16S 


95 


5 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
484872 Bacteria_16S 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
484872 Bacteria_16S 


95 


95 


bosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; Methylococc 
484872 Bacteria_16S 
in ATCC BAA-173 16S ribosomal RNA, 
eria; Actinobacteria; Actinobacteridae; 


95 


95 


6S ribosomal RNA, partial sequence 2326828 23282 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
484872 Bacteria_16S 
in LCDC-98A072 16S ribosomal RNA, partial sequen 
eria; Actinobacteria; Actinobacteridae; 
eae; Propionibacterium. 
484872 Bacteria_16S 


95 


95 


92 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
484872 Bacteria_16S 


95 


16S ribosomal RNA, partial sequence 


ridia; Clostridiales; Veillonellaceae; Veillonel 


95 


in Benl06 16S ribosomal RNA, partial sequence 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; 
484872 Bacteria_16S 


95 


gi|219857660 


gi|219857649 


gi|219857648 


gi|219857647 


gi|219857646 


gi] 219857645 
21340 


gi]219857644 
21355 
gi|219857636 


gi|219857627 
2161153 21625 


cteridae; Actinomycetales; Corynebacterineae; 


gi| 219857625 


gi|219857587 
22172 


gi|219857577 
22324 


gi|219857544 
2282981 22844 


gi| 219857525 
complete sequ 


Actinomy 


gi|219857511 


gi| 219857488 
Actinomy 


gi|219857471 
23827 


gi] 219857458 
24024 


gi| 219857247 


Actinomy 


inomycetales; 


sequence 2129523 213098 


Actinomycetales; 


inomycetales; 


inomycetales; 


ref |NR_025249.1 


ref |NR_025238.1 


ref |NR_025237.1 


ref |NR_025236.1 
2131039 213248 


ref |NR_025235.1 
2132540 213398 


ref |NR_025234.1 


ref |NR_025233.1 
Mycobacteri 
ref|NR_025225.1 
14 Mycobacterium 


ref |NR_025216.1 


ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025175.1 
72 2218741 Mycoba 
eae; Mycobacteri 
ref|NR_025165.1 
22 2233905 Gordon 
eae; Gordoniacea 
ref |NR_025132.1 
79 Methylobacter 
aceae; Methyloba 
ref|NR_025113.1 
ence 230551 
cetales; Coryneb 


ref|NR_025099.1 
77 Mycobacterium 
eae; Mycobacteri 
ref|NR_025076.1 
ce 2358483 235995 
cetales; Propion 


ref|NR_025059.1 
52 2384208 Nocard 
eae; Nocardiacea 
ref |NR_025046.1 
23 2403914 Veillo 
la. 
ref|NR_024877.1 

2625807 262727 
cetales; Propion 


ref|NR_024864.1 


gi|219857236 


alkanoclasticum strain MAE2 16S ribosomal RNA, partial sequence 


alkanoclasticum Bacteria; 


Firmicutes; 


Bacillales; 


Planococcaceae; 


Mycobacterium 


2111381 2112761 Mycobacterium pinnipedii 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium 


2128040 2129472 Mycobacterium 
Corynebacterineae; 


Mycobacterium 
8 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium 
9 Mycobacterium 


Corynebacterineae; 


Mycobacterium microti 


40 2135523 Mycobacterium microti 
Corynebacterineae; Mycobacteriaceae; 


Mycobacterium brumae 


74 2137022 Mycobacterium brumae Bacteria; 


aceae; Mycobacterium. 
Mycobacterium parmense 
parmense Bacteria; 


Mycobacteriaceae; Mycobacterium. 


Nocardia caishijiensis 


78 Nocardia caishijiensis Bacteria; 
Nocardiaceae; 


Nocardia. 
Mycobacterium marinum 
marinum Bacteria; 
aceae; Mycobacterium. 
Mycobacterium lacus 
cterium lacus Bacteria; 
aceae; Mycobacterium. 
Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 
Methylobacter marinus 
marinus Bacteria; 
cter. 
Tsukamurella 
7 2307028 Tsukamurella 
acterineae; 


Mycobacterium doricum 
doricum Bacteria; 
aceae; Mycobacterium. 
Propionibacterium 
1 Propionibacterium 
ibacterineae; 


Nocardia abscessus 

ia abscessus Bacteria; 
e; Nocardia. 
Veillonella criceti 
nella criceti Bacteria; 


Tessaracoccus 
1 Tessaracoccus 


ibacterineae; 


Planomicrobium 


2633347 263479 
Planomicrobium. 


1 Planomicrobium 


484872 Bacteria_16S 


strain MS1-3 16S 


2678006 2678066 37 95 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


484872 Bacteria_16S 


strain IFM 10088 


2688505 2688565 37 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


484872 Bacteria_16S 


strain MK703-102F 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
484872 Bacteria_16S 


fermentans strain 
Bacteria; Firmicu 


484872 Bacteria_16S 


strain SJS0289-JS 


2834280 2834340 37 95 gi 
1 16S ribosomal RNA, partial sequence 


2841901 2841969 29 95 gi 
R-9 16S ribosomal RNA, partial sequen 
tes; Clostridia; Halanaerobiales; 
2906493 2906553 37 95 gi 
1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


484872 Bacteria_16S 


strain 10.268-1 1 


2985442 2985502 37 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


484872 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


484872 Bacteria_16S 


strain HKI 0136 1 


3023350 3023410 37 95 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3040078 3040138 37 


95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


484872 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


484872 Bacteria_16S 


lipolytica strain 
Bacteria; Firmicu 


484872 Bacteria_16S 


strain DSM 44140 


3160828 3160888 37 95 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
3235070 3235138 29 95 gi 
JW265 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Syntro 
3321487 3321547 37 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


484872 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


484872 Bacteria_16S 


strain DSM 44015 
Bacteria; Actinob 


484872 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


484872 Bacteria_16S 


strain CIP 103259 


3376366 3376434 29 95 gi 
ubsp. senegalense strain DSM 7379 16S 
Halanaerobiaceae; Halanaerobium. 
3380960 3381020 37 95 gi 
16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 
3411301 3411369 29 95 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3414318 3414353 60 95 gi 
16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


484872 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


484872 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


484872 Bacteria_16S 


strain 234/92 16S 


Actinobacteria; Actinobacteridae; 
484872 Bacteria_16S 


thiosulfatophilus 
thiosulfatophilus 
Roseococcus. 


484872 Bacteria_16S 


lentocellum strai 
Bacteria; Firmicu 


484872 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


484872 Bacteria_16S 
komossense strain Ko2 16S ribosomal RNA, partial sequence 


3489494 3489554 37 95 gi 
eltaproteobacteria; Desulfuromonadales 
3492544 3492604 37 95 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3571705 3571740 60 95 
ribosomal RNA, partial sequence 
Bifidobacteriales; Tu 
3580629 3580664 60 95 gi 
strain RB-3 16S ribosomal RNA, partia 
Bacteria; Proteobacteria; Alphaproteo 


gi 


3597620 3597652 63 95 gi 
n RHM5 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3608321 3608381 37 95 gi 
ATCC 9874 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; A 
Mycobacterium. 

3617404 3617464 37 


95 gi 


Hala 


219857204 


2677198 26786 


nebacterin 
219857197 


16S ribosomal RNA, partial sequence 2687699 26891 


nebacterin 
219856901 
28334 
nebacterin 
219856896 
ce 28410 
naerobiace 
219856852 
29056 
nebacterin 
219846933 


6S ribosomal RNA, partial sequence 2984634 29861 


nebacterin 
219846908 
1 sequence 
eridae; Ac 


219846896 


6S ribosomal RNA, partial sequence 3039256 30407 


nebacterin 
219846815 
ce 31599 
omonadales 
219846764 
ence 32342 
phomonadac 
219846705 


16S ribosomal RNA, partial sequence 3320684 33221 


nebacterin 
219846666 
ribosomal 


senegalense Bacteria; 


219846662 
33801 
ales; Cory 
219846637 
34104 
nellaceae; 
219846635 
34134 
nomycineae 
219846583 


6S ribosomal RNA, partial sequence 3488653 34901 


; Desulfur 
219846581 
sequence 

idae; Acti 


219846528 


3570843 35723 


ricella. 
219846522 
1 sequence 
bacteria; 


219846509 
ence 35967 
spiraceae; 
219846500 
equence 

ctinomycet 


219846494 


ref|NR_024832.1 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_024722.1 
66 2834941 Nocard 
eae; Nocardiacea 
ref|NR_024715.1 
63 2842500 Halana 
ae; Halanaerobiw 
ref |NR_024671.1 
66 2907143 Willia 
eae; Williamsiac 
ref|NR_026525.1 


eae; Nocardiacea 
ref|NR_026500.1 

3022528 302398 
tinomycetales; C 


ref |NR_026488.1 
eae; Gordoniacea 
ref |NR_026407.1 
80 3161460 Desulf 
; Desulfuromonad 
ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref |NR_026297.1 


Gordoniacea 
ref |NR_026258.1 
RNA, partial seq 
Firmicutes; 


eae; 


ref|NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026227.1 
73 3414913 Actino 
; Actinomycetace 
ref|NR_026175.1 
25 Desulfuromusa 
omonadaceae; Des 
ref|NR_026173.1 

3491744 349320 
nomycetales; Cor 


v 


ref |NR_026120.1 


6 


Rhodospiril s 


ref|NR_026101.1 
93 3598277 Clostr 
Cellulosilyticu 
ref|NR_026092.1 
3607525 360892 


ales; Corynebact 


ref|NR_026086.1 


Nocardia takedensis 


45 Nocardia takedensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia vinacea 
ia vinacea Bacteria; 

e; Nocardia. 
Halanaerobium 

erobium fermentans 

m. 

Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Nocardia flavorosea 


05 Nocardia flavorosea Bacteria; 


e; Nocardia. 
Gordonia 

4 Gordonia 

orynebacterineae; 


Gordonia alkanivorans 


45 Gordonia alkanivorans Bacteria; 


e; Gordonia. 
Desulfuromonas 

uromonas thiophila 

aceae; Desulfuromonas. 
Thermosyntropha 

syntropha lipolytica 

opha. 

Gordonia hirsuta 


44 Gordonia hirsuta Bacteria; 


e; Gordonia. 
Halanaerobium 
uence 3375527 3377012 


Clostridia; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Dialister pneumosintes 
ter pneumosintes 


Actinomyces israelii 
myces israelii Bacteria; 
ae; Actinomyces. 
Desulfuromusa bakii 
bakii Bacteria; 
ulfuromusa. 
Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Turicella otitidis 


03 Turicella otitidis Bacteria; 


Roseococcus 
5 Roseococcus 
Acetobacteraceae; 


’ 


Clostridium 
idium lentocellum 
m. 

Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium 


3616566 3618027 Mycobacterium komossense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 


484872 Bacteria_16S 3624534 3624594 37 95 gi|219846489|ref|NR_026081.1| Mycobacterium simiae 
strain 3015 16S ribosomal RNA, partial sequence 3623734 3625217 Mycobacterium simiae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
484872 Bacteria_16S 3636824 3636884 37 95 gi| 219846481 |ref|NR_026073.1| Mycobacterium duvalii 
strain ATCC 43910 16S ribosomal RNA, partial sequence 3636002 3637503 Mycobacterium duvalii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
484872 Bacteria_16S 3664417 3664477 37 95 gi|219846462|ref|NR_026054.1| Mycobacterium 
bohemicum strain DSM 44277 16S ribosomal RNA, partial sequence 3663577 3665092 Mycobacterium 
bohemicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
484872 Bacteria_16S 3676585 3676653 29 95 gi|219846453|ref|NR_026044.1| Halanaerobium 
congolense strain SEBR 4224 16S ribosomal RNA, partial sequence 3675717 3677244 Halanaerobium 
congolense Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 
484872 Bacteria_16S 3721764 3721824 37 95 gi|219846420|ref|NR_026011.1| Mycobacterium 
hassiacum strain 3849 16S ribosomal RNA, partial sequence 3720952 3722442 Mycobacterium hassiacum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 
484872 Bacteria_16S 3841992 3842060 29 95 gi|219846334|ref|NR_025924.1| Halanaerobium 
lacurosei strain H200 16S ribosomal RNA, complete sequence 3841123 3842666 Halanaerobium lacurosei 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halanaerobium. 

484872 Bacteria_16S 3886292 3886352 37 95 gi| 219846305 |ref|NR_025895.1| Geobacter 
metallireducens strain GS-15 16S ribosomal RNA, partial sequence 3885428 3886973 Geobacter 
metallireducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

484872 Bacteria_16S 3918098 3918134 60 96 gi| 219846282 |ref|NR_025872.1| Spirilliplanes 
yamanashiensis strain YU 127-1 16S ribosomal RNA, partial sequence 3917267 3918736 Spirilliplanes 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Spirilliplanes. 
484872 Bacteria_16S 4039264 4039324 37 95 gi|219846197|ref|NR_025787.1| Mycobacterium 
cosmeticum strain LTA-388 16S ribosomal RNA, partial sequence 4038441 4039947 Mycobacterium 
cosmeticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
484872 Bacteria_16S 4073916 4073976 37 95 gi|219846170|ref|NR_025760.1| Mycobacterium 
parascrofulaceum strain HSC68 16S ribosomal RNA, partial sequence 4073095 4074562 Mycobacterium 
parascrofulaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 
484872 Bacteria_16S 4075405 4075465 37 95 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
strain AS 4.1860 16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


484872 Bacteria_16S 4086200 4086260 37 95 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

484872 Bacteria_16S 4233771 4233831 37 95 gi|219846046|ref|NR_025636.1| Mycobacterium shottsii 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium shottsii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
484872 Bacteria_16S 844 879 60 95 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence 1 1489 Saccharomonospora cyanea 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
484872 Bacteria_16S 2383 2418 60 95 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 
484872 Bacteria_16S 32753 32788 60 95 gi| 265679042 |ref|NR_029350.1| Microbacterium 
flavescens strain 401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
484872 Bacteria_16S 43133 43168 60 95 gi|265679035|ref|NR_029343.1| Nocardiopsis 
synnemataformans strain IMMIB D-1215 16S ribosomal RNA, partial sequence 42294 43754 Nocardiopsis 
synnemataformans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 
484872 Bacteria_16S 66003 66038 60 95 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
strain HKI0088 16S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 

484872 Bacteria_16S 69029 69064 60 95 gi|265679018|ref|NR_029326.1| Corynebacterium 
camporealensis strain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
camporealensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 
484872 Bacteria_16S 72025 72060 60 95 gi|265679016|ref|NR_029324.1| Pseudonocardia 
sulfidoxydans strain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
sulfidoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Pseudonocardia. 


484872 Bacteria_16S 
asaccharolytica strain 580 16S ribosomal RNA, partial sequence 
asaccharolytica Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardiaceae; 
484872 Bacteria_16S 
dassonvillei subsp. 


73589 73624 60 95 gi 


Pseudonocardia. 


85419 85454 60 95 gi 


265679015 


265679006 


ref 


7 


Actinomycetales; 


ref 
dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 


NR_029323.1 
2731 74244 


NR_029314.1 


Pseudonocardia 
Pseudonocardia 


Pseudonocardineae; 


Nocardiopsis 


84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


484872 Bacteria_16S 
aespoeensis strai 
aespoeensis Bacteria; 


Desulfovibrio. 


484872 Bacteria_16S 
G33 16S ribosomal 


Actinobacteridae; 


484872 Bacteria_1 
strain BR 16S ribosomal RNA, partial sequence 
Spirochaetales; 


Spirochaetes; 


484872 Bacteria_1 
ulcerans strain NCTC 7910 16S ribosomal RNA, partial sequence 
ulcerans Bacteria; 
Corynebacteriaceae; Corynebacterium. 
484872 Bacteria_1 


cellulans strain 


cellulans Bacteri 
Promicromonosporaceae; 
484872 Bacteria_1 


strain Prevot 247 


484872 Bacteria_16S 


strain BAL-1 16S 


Arthrobacter. 


484872 Bacteria_16S 
gerencseriae strain 2-606-032 16S ribosomal RNA, partial sequence 
gerencseriae Bacteria; Actinobacteria; Actinobacteridae 


Actinomycetaceae; 


484872 Bacteria_16S 
strain 27 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; 
484872 Bacteria_16S 


strain ST26 16S r 


Streptosporangineae; Nocardiopsaceae; 
96141 96176 60 95 gi 


Proteobacteria; 


6S 117624 117659 60 95 gi 


Actinobacteria; Actinobacteridae; Ac 


6S 119144 119179 60 95 gi 
DSM 43879 16S ribosomal RNA, partial s 


Cellulosimicrobium. 
6S 126784 126819 60 95 gi 
7B 16S ribosomal RNA, partial sequence 


131247 131282 60 
ribosomal RNA, 


95 
complete sequence 


gi 


134404 134439 60 95 gi 


135885 135920 60 95 gi 


Actinomyces. 


137352 137387 60 95 gi 


Micr 


138911 138946 60 95 gi 


n Aspo2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


110499 11199 
Spirochaetaceae; Treponema. 


a; Actinobacteria; Actinobacteridae; Actinomycet 


130392 13190 
Chrysiogenetes; Chrysiogenales; Chrysiogenaceae; Chrysi 
484872 Bacteria_16S 
ureafaciens strain NC 16S ribosomal RNA, partial sequen 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


136495 13800 


138055 13953 


Nocardiops 
265678999 


12591 
265678975 
ogenes. 


265678973 
ce 13354 


265678971 


ococcineae; 
265678970 


is. 
ref 


9 


Desulfovibrionales; 


8 127358 Actin 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


NR_029307.1 
5265 96764 


De 


Desulfovibrio 
Desulfovibrio 
sulfovibrionaceae; 


109810 109845 60 95 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
6S 111360 111395 60 95 gi|265678988|ref|NR_029296.1| Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


265678984 |ref|NR_029292.1| Corynebacterium 
116781 118270 Corynebacterium 
tinomycetales; Corynebacterineae; 
265678983 |ref|NR_029291.1| Cellulosimicrobium 
equence 118321 119772 Cellulosimicrobium 
ales; Micrococcineae; 
265678978|ref|NR_029286.1| Actinomyces meyeri 


omyces meyeri Bacteria; 


Actinomycetaceae; Actinomyces. 


ref 
2 Chrysiogenes 


ref 
6 135015 Arthr 


; Actinomyceta 


ref 
4 Oerskovia turbata Bacteria; 
Cellulomonadac 


ref 


NR_029283.1 


NR_029281.1 


NR_029279.1 


NR_029278.1 


O° 


Chrysiogenes arsenatis 


arsenatis Bacteria; 


Arthrobacter 
bacter ureafaciens 


ales; Micrococcineae; Micrococcaceae; 
265678972|ref|NR_029280.1| Actinomyces 
135066 136444 Actinomyces 


les; Actinomycineae; 


Oerskovia turbata 


eae; Oerskovia. 
Sanguibacter suarezii 


ibosomal RNA, partial sequence 


1 Sanguibacter suarezii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
484872 Bacteria_16S 140440 140475 60 95 gi|265678969|ref|NR_029277.1| Sanguibacter inulinus 
strain ST50 16S ribosomal RNA, partial sequence 139582 141058 Sanguibacter inulinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Sanguibacteraceae; Sanguibacter. 
484872 Bacteria_16S 144957 144992 60 95 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

484872 Bacteria_16S 147864 147899 60 95 gi| 265678964 |ref|NR_029272.1| Kineococcus 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 147044 148460 Kineococcus 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

484872 Bacteria_16S 158706 158741 60 95 gi| 265678957 |ref|NR_029265.1| Microbacterium 
arborescens strain DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
arborescens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

484872 Bacteria_16S 160225 160260 60 95 gi|265678956|ref|NR_029264.1| Pseudoclavibacter 
helvolus strain DSM 20419 16S ribosomal RNA, partial sequence 159387 160848 Pseudoclavibacter 
helvolus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Pseudoclavibacter. 

484872 Bacteria_16S 199864 199899 60 95 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

484872 Bacteria_16S 204539 204574 60 95 gi| 265678927 |ref|NR_029235.1| Dictyoglomus 
thermophilum strain H-6-12 16S ribosomal RNA, complete sequence 203662 205201 Dictyoglomus 


thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 


484872 Bacteria_16S 207655 207690 60 95 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

484872 Bacteria_16S 225983 226018 60 95 gi| 265678912 |ref|NR_029220.1| Mycobacterium chitae 
strain 2502 16S ribosomal RNA, partial sequence 225125 226581 Mycobacterium chitae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
484872 Bacteria_16S 228996 229031 60 95 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
484872 Bacteria_16S 246023 246058 60 95 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 

484872 Bacteria_16S 265528 265563 60 95 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
484872 Bacteria_16S 268529 268564 60 95 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 

484872 Bacteria_16S 297459 297494 60 95 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
484872 Bacteria_16S 323177 323212 60 95 gi| 265678845 |ref|NR_029150.1| Halothermothrix orenii 
strain H168 16S ribosomal RNA, complete sequence 322285 323818 Halothermothrix orenii Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

484872 Bacteria_16S 343229 343264 60 95 gi|265678829|ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 

484872 Bacteria_16S 352162 352197 60 95 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 

484872 Bacteria_16S 359517 359552 60 95 gi|265678815|ref|NR_029120.1| Nesterenkonia lutea 
strain YIM 70081 16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia lutea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
484872 Bacteria_16S 361063 361098 60 95 gi|265678814|ref|NR_029119.1| Nesterenkonia 
sandarakina strain YIM 70009 16S ribosomal RNA, partial sequence 360205 361665 Nesterenkonia 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Nesterenkonia. 

484872 Bacteria_16S 362589 362624 60 95 gi|265678813|ref|NR_029118.1| Desulfovibrio putealis 
strain B7-43 16S ribosomal RNA, partial sequence 361716 363213 Desulfovibrio putealis Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

484872 Bacteria_16S 368477 368512 60 95 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 374453 374488 60 95 gi|265678805|ref|NR_029110.1| Kitasatospora 
nipponensis strain HKI 0315 16S ribosomal RNA, partial sequence 373661 375050 Kitasatospora 
nipponensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

484872 Bacteria_16S 377558 377593 60 95 gi|265678803|ref|NR_029108.1| Agromyces ulmi strain 
XILO1 16S ribosomal RNA, complete sequence 376697 378215 Agromyces ulmi Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

484872 Bacteria_16S 389756 389791 60 95 gi| 265678795 |ref|NR_029100.1| Myceligenerans 
xiligouense strain XLG9A10.2 16S ribosomal RNA, partial sequence 388894 390431 Myceligenerans 
xiligouense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Myceligenerans. 

484872 Bacteria_16S 402099 402134 60 95 gi|265678787|ref|NR_029092.1| Agromyces cerinus 
subsp. nitratus strain IMET 11532, 16S ribosomal RNA, partial sequence 401266 402730 Agromyces 
cerinus subsp. nitratus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Agromyces. 

484872 Bacteria_16S 403634 403669 60 95 gi| 265678786 |ref|NR_029091.1| Streptomyces 
hebeiensis strain YIM 001 16S ribosomal RNA, partial sequence 402781 404300 Streptomyces 
hebeiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 405176 405211 60 95 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

484872 Bacteria_16S 406734 406769 60 95 gi|265678784|ref|NR_029089.1| Xylanibacterium ulmi 


strain XILO8 16S 


ribosomal RNA, complete sequence 


405881 407393 Xylanibacterium ulmi Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 


Xylanibacterium. 
484872 Bacteria_16S 409790 409825 60 95 gi| 265678782 
ferralitis strain SFOp68 16S ribosomal RNA, partial sequence 


ferralitis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 422190 422225 60 95 gi| 265678773 |ref|NR_029078.1 


strain YIM 70085 


484872 Bacteria_16S 


xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
Micrococcaceae; Nesterenkonia. 

484872 Bacteria_16S 428439 428474 60 95 gi|265678769|ref|NR_029074.1 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacteriaceae; Corynebacterium. 

484872 Bacteria_16S 429983 430018 60 95 gi|265678768|ref|NR_029073.1 
halotolerans strain YIM70084 16S ribosomal RNA, partial sequence 429128 430610 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Nesterenkonia. 

484872 Bacteria_16S 436194 436229 60 95 gi|265678764|ref|NR_029069.1 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 


putterlickiae Bacteria; Actinobacteria; Actinobacterida 
Kitasatospora. 


Streptomycetaceae; 
484872 Bacteria_16S 
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484872 Bacteria_16S 
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450014 450049 60 


Saccharothrix. 
460702 460737 60 


95 


95 
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gi 
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gi 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
gi 
xinjiangensis strain YIM70097 16S ribosomal RNA, partia 


265678770 


265678763 


265678755 


265678744 


mediterranei strain NT 19 16S ribosomal RNA, partial sequence 


mediterranei Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; 
484872 Bacteria_16S 
strain YIM 31530 


484872 Bacteria_16S 
J18 16S ribosomal 


Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Ro 
484872 Bacteria_16S 469742 469777 60 95 gi| 265678738 |ref 
strain A10 16S ribosomal RNA, partial sequence 468944 47039 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporanginea 
Actinomadura. 

484872 Bacteria_16S 489795 489830 60 95 gi| 265678725 |ref 


Amycolatopsis. 
462231 462266 60 


466744 466779 60 
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95 
16S ribosomal RNA, partial sequence 461374 46285 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
gi 
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95 


gi 


265678743 


265678740 


ococcineae; 


1 sequence 


rtial sequence 
e; Actinomycetales; 


al sequenc 
e; Actinomycetales; 
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ref 


e; Actinomycetales; 


ref 


ref 


ref 


ref 


ref 


408966 410455 


426041 427535 


e 449186 450615 
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Actinomycetales; 


a amarae Bacteri 


5 Actinomadura 


strain QH3A7 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, complete sequence 


488917 49045 
Micrococcineae; Jo 


484872 Bacteria_16S 494445 494480 60 95 gi| 265678722 |ref 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomyceta 
Arthrobacter. 

484872 Bacteria_16S 495950 495985 60 95 gi| 265678721 |ref 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Micrococcaceae; Arthrobacter. 

484872 Bacteria_16S 505222 505257 60 95 gi| 265678715 |ref 


strain DV1140 16S 
Thermotogae; 
484872 Bacteria_16S 


506754 506789 60 


ribosomal RNA, partial sequence 
Thermotogales; Thermotogaceae; Thermosipho. 


95 


504361 50587 


gi 


265678714 


antarctica strain DVS 5al 16S ribosomal RNA, partial sequence 


antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Pseudonocardiaceae; Pseudonocardia. 
484872 Bacteria_16S 509785 509820 60 95 gi| 265678712 


caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Corynebacteriaceae; 
484872 Bacteria_16S 


Corynebacterium. 
523459 523494 60 


95 


gi 


265678703 


ref 


tale 


ref 


es; 


493586 495067 


495118 496571 
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e; Thermomon 
NR_029030.1 


nesiaceae; J 
NR_029027.1 


les; Microco 
NR_029026.1 


ales; Microc 


NR_029020.1 


NR_029019.1 
s; Pseudonoc 
NR_029017.1 


Corynebacter 


ref 


Streptomyces 
Streptomyces 


Streptomycineae; 


Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 
Yaniellaceae; 


Yaniella. 
Nesterenkonia 
Nesterenkonia 

occineae; 


Corynebacterium 
Corynebacterium 


Corynebacterineae; 


Nesterenkonia 
Nesterenkonia 


Micrococcineae; Micrococcaceae; 


Kitasatospora 
Kitasatospora 


Streptomycineae; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Saccharothrix 
Saccharothrix 
nocardineae; 


Amycolatopsis 
Amycolatopsis 


ocardineae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 
ionibacterinea 


daceae; Kribbella. 
Rothia amarae strain 
a; Actinobacteria; 


Actinomadura latina 


latina Bacteria; 


osporaceae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 

Arthrobacter 
Arthrobacter 

ccineae; Micrococcaceae; 


Arthrobacter 
Arthrobacter 


occineae; 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Pseudonocardia 
Pseudonocardia 
ardineae; 


Corynebacterium 
Corynebacterium 
ineae; 


NR_029008.1 


Pseudonocardia 


benzenivorans strain B5 16S ribosomal RNA, partial sequence 522602 524095 Pseudonocardia benzenivorans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Pseudonocardia. 


484872 Bacteria_16S 
ciconiae strain B 
Bacteria; Actinob 


Corynebacterium. 


484872 Bacteria_16S 
aquilae strain S- 
Bacteria; Actinob 


Corynebacterium. 


484872 Bacteria_16S 
flavogriseus stra 
flavogriseus Bact 
Streptomycetaceae 
484872 Bacteria_16S 
tuberculostearicu 
tuberculostearicu 
Corynebacteriacea 
484872 Bacteria_16S 
glaucum strain IM 


glaucum Bacteria; 


Corynebacteriacea 
484872 Bacteria_16S 
strain LF13 16S r 


Caldithrix. 


484872 Bacteria_16S 
strain CCUG 42773 


484872 Bacteria_16S 


strain B22P3 16S 


484872 Bacteria_16S 
cangkringensis st 
cangkringensis Ba 
Streptomycetaceae 
484872 Bacteria_16S 
picturae strain R 


Bacteria; 


Firmicu 
484872 Bacteria_16S 
appendicis strain 
appendicis Bacter 
Corynebacteriacea 


524949 524984 60 95 gi 
$13 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


552504 552539 60 95 gi 
613 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


553961 553996 60 95 gi 
in CBS 101.34 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

573746 573781 60 95 gi 
m strain Medalle X 16S ribosomal RNA, 
m Bacteria; Actinobacteria; Actinobact 
e; Corynebacterium. 

579640 579675 60 95 gi 
MIB R-5091 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

582744 582779 60 95 
ibosomal RNA, partial sequence 


v 


gi 


581868 58337 


265678702 
e 52414 


ref |NR_029007.1 
6 525550 Coryn 


e 


Corynebacterium 
bacterium ciconiae 


ales; Corynebacterineae; Corynebacteriaceae; 
265678684 |ref|NR_028989.1| Corynebacterium 
e 551703 553077 Corynebacterium aquilae 
ales; Corynebacterineae; Corynebacteriaceae; 
265678683|ref|NR_028988.1| Streptomyces 

al sequence 553128 554608 Streptomyces 

; Actinomycetales; Streptomycineae; 
265678670|ref|NR_028975.1| Corynebacterium 
partial sequence 572888 574399 Corynebacterium 
eridae; Actinomycetales; Corynebacterineae; 
265678666 |ref|NR_028971.1| Corynebacterium 
sequence 578821 580286 Corynebacterium 
inomycetales; Corynebacterineae; 
265678664|ref|NR_028969.1| Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


596282 596317 60 95 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
599097 599132 60 95 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
600627 600662 60 95 gi|265678652|ref|NR_028957.1| Streptomyces 
rain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
606802 606837 60 95 gi| 265678647 |ref|NR_028952.1| Oceanobacillus 
-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceanobacillus picturae 
tes; Bacillales; Bacillaceae; Oceanobacillus. 
608309 608344 60 95 gi| 265678646 |ref|NR_028951.1| Corynebacterium 
IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
619139 619174 60 95 gi|265678639|ref|NR_028944.1| Microbacterium 


484872 Bacteria_16S 


aerolatum strain 


Bacteria; Actinob 


Microbacterium. 


484872 Bacteria_16S 
aurimucosum strai 
aurimucosum Bacte 
Corynebacteriacea 
484872 Bacteria_16S 


strain Muenster 2 


Bacteria; Actinob 
484872 Bacteria_16S 


strain HKI 0120 1 


strain HKI 0119 1 


V-73 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


623511 623546 60 95 gi 
n IMMIB D-1488 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

631209 631244 60 95 gi 
000 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 
635772 635807 60 95 gi 


637303 637338 60 95 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
484872 Bacteria_16S 641940 641975 60 95 gi| 265678623 |ref|NR_028928.1 
lacusekhoensis strain EL-30 16S ribosomal RNA, partial sequence 641107 642573 
lacusekhoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micro 
Micrococcaceae; Nesterenkonia. 

484872 Bacteria_16S 646638 646673 60 95 gi|265678620|ref|NR_028925.1 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae 
484872 Bacteria_16S 648170 648205 60 95 gi|265678619|ref|NR_028924.1 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacte 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 
484872 Bacteria_16S 656950 656985 60 95 gi|265678612|ref|NR_028917.1 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


6S ribosomal RNA, partial sequence 634924 63640 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 
6S ribosomal RNA, partial sequence 636453 63793 


61837 
Micr 


1 619715 Microb 
ococcineae; Micr 


ce 
ales; 


265678636 
ial sequen 
Actinomyc 


ref|NR_028941.1 
ce 622694 624168 
etales; Coryneba 


265678630 
e 63034 
ales; Micr 
265678627 


ref |NR_028935.1 
9 631823 Kytoco 
ococcineae; Derm 
ref |NR_028932.1 


; In 
ref 


trasporangia 


265678626 NR_028931.1 


s 
s 
Streptomyces. 


’ 


acterium aerolatum 
obacteriaceae; 


Corynebacterium 
Corynebacterium 
cterineae; 


Kytococcus schroeteri 
ccus schroeteri 
acoccaceae; Kytococcus. 
Knoellia subterranea 


2 Knoellia subterranea Bacteria; 
ococcineae; 


ceae; Knoellia. 
Knoellia sinensis 


1 Knoellia sinensis Bacteria; 


ceae; Knoellia. 
Nesterenkonia 
Nesterenkonia 
coccineae; 


Arthrobacter roseus 


roseus Bacteria; 


; Arthrobacter. 


Kocuria polaris strain 
ria; Actinobacteria; 


s 


Streptomyces 


strain NRRL B-12234 16S ribosomal RNA, partial sequence 656132 657614 Streptomyces 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


treptomycineae; 


484872 Bacteria_16S 
strain WoG13 16S 
Firmicutes; Clost 
484872 Bacteria_16S 
strain M343/98/2 


666136 666171 60 95 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Syntrophomonadac 
673697 673732 60 95 gi 


gi| 265678605 


eae; 
265678600 


665236 66673 
Pelos 


16S ribosomal RNA, partial sequence 672829 67426 


ref|NR_028910.1 


pora. 
ref|NR_028905.1 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Actinomyces coleocanis 


5 Actinomyces coleocanis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
484872 Bacteria_16S 675159 675194 60 95 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
484872 Bacteria_16S 676761 676796 60 95 gi|265678598|ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

484872 Bacteria_16S 705227 705262 60 95 gi| 265678579 |ref|NR_028884.1| Friedmanniella 
lacustris strain EL-17a 16S ribosomal RNA, partial sequence 704416 705838 Friedmanniella lacustris 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Friedmanniella. 

484872 Bacteria_16S 718924 718959 60 95 gi| 265678569 |ref|NR_028873.1| Virgibacillus 
marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

484872 Bacteria_16S 740383 740418 60 95 gi|265678554|ref|NR_028858.1| Saccharomonospora 
paurometabolica strain YIM 90007 16S ribosomal RNA, partial sequence 739522 740995 


Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardineae; Pseudonocardiaceae; Saccharomonospor 
484872 Bacteria_16S 756121 756156 60 95 gi 
VKM Ac-1800 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 774459 774494 60 95 gi 


strain YIM90005 1 


a. 
265678542 


265678530 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Prauserella. 
484872 Bacteria_16S 782217 782252 60 95 gi|265678524|ref|NR_028828.1| Xylanimonas 
cellulosilytica strain XILO7 16S ribosomal RNA, partial sequence 781358 782875 Xylanimonas 
cellulosilytica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Xylanimonas. 

484872 Bacteria_16S 786784 786819 60 95 gi|265678521|ref|NR_028825.1| Streptomyces 
beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 785920 787418 Streptomyces 
beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 815934 815969 60 95 gi|265678502|ref|NR_028805.1| Pseudonocardia 
zijingensis strain 6330 16S ribosomal RNA, partial sequence 815109 816530 Pseudonocardia zijingensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Pseudonocardia. 

484872 Bacteria_16S 838756 838791 60 95 gi| 265678487 |ref|NR_028790.1| Nonomuraea rubra 
strain AC 615 16S ribosomal RNA, partial sequence 837961 839417 Nonomuraea rubra Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; Nonomuraea. 
484872 Bacteria_16S 852262 852297 60 95: gi| 265678478 |ref|NR_028781.1| Kineococcus 
radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 851409 852783 Kineococcus 
radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 
Kineosporiaceae; Kineococcus. 

484872 Bacteria_16S 858409 858444 60 95 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
484872 Bacteria_16S 861475 861510 60 95 gi|265678471|ref|NR_028774.1| Amycolatopsis sacchari 


strain K24 16S ribosomal RNA, partial sequence 860647 86213 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
484872 Bacteria_16S 875019 875054 60 95 gi 
subroseum strain CY-7113 16S ribosomal RNA, partial seq 
subroseum Bacteri 
Streptosporangiaceae; 
484872 Bacteria_16S 


265678462 
uence 


Streptosporangium. 


876469 876504 60 95 gi| 265678461 


755262 75674 
ococcineae 


6S ribosomal RNA, partial sequence 773630 77513 


donocardin 


a; Actinobacteria; Actinobacteridae; Actinomycet 


ref|NR_028846.1 


7 Mi 
ref 


crobacteria 
NR_028834.1 


0 Amycolatopsis 
eae; 


ref|NR_028765.1 


ales; 


ref |NR_028764.1 


Pseudonocar 


874217 875635 
Streptospo 


Agromyces albus strain 


7 Agromyces albus Bacteria; 
c 


eae; Agromyces. 
Prauserella alba 


2 Prauserella alba Bacteria; 


sacchari Bacteria; 
diaceae; Amycolatopsis. 
Streptosporangium 
Streptosporangium 
rangineae; 


Streptomyces 


scopiformis strain A25 16S ribosomal RNA, partial sequence 875686 877087 Streptomyces scopiformis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

484872 Bacteria_16S 877973 878008 60 95 gi|265678460|ref|NR_028763.1| Lentzea flaviverrucosa 


strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 


3 Lentzea flaviverrucosa Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
484872 Bacteria_16S 880980 881015 60 95 gi|265678458|ref|NR_028760.1| Lentzea californiensis 
strain NRRL B-16137 16S ribosomal RNA, partial sequence 880129 881579 Lentzea californiensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Lentzea. 
484872 Bacteria_16S 882484 882519 60 95 gi| 265678456 |ref|NR_028758.1 


koreensis strain LM042 16S ribosomal RNA, partial sequence 


Actinosynnemataceae; 


Catellatospora 


881630 883139 Catellatospora koreensis 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Catellatospora. 


484872 Bacteria_16S 


strain VKM Ac-179 
Bacteria; Actinob 
Rathayibacter. 


484872 Bacteria_16S 


strain VKM Ac-180 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 


flava strain AS 4 
Bacteria; Actinob 
Saccharopolyspora 


484872 Bacteria_16S 


catellatispora st 
catellatispora Ba 
Thermomonosporace 


484872 Bacteria_16S 


VKM Ac-1401 16S r 
Actinobacteria; A 


484872 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


484872 Bacteria_16S 


pretiosum subsp. 


885568 885603 60 95 gi 
9 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


887102 887137 60 95 gi 
4 16S ribosomal RNA, partial sequence 


888622 888657 60 95 gi 
-1520 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 
890113 890148 60 95 gi 
rain 3.24 16S ribosomal RNA, partial s 
cteria; Actinobacteria; Actinobacterid 
ae; Actinomadura. 

911662 911697 60 95 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
913183 913218 60 95 gi 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

914741 914776 60 95 gi 
pretiosum strain C-15003 16S ribosomal 


gi 


910794 91228 


265678454 

88470 
ales; Micr 
265678453 

88624 
ococcineae 
265678452 
nce 88778 
ales; Pseu 


265678451 
equence 
ae; Actino 


265678437 


265678436 
artial seq 
dae; Actin 


265678435 
RNA, part 


ref|NR_028756.1 
1 886196 Ratha 
ococcineae; Mic 


ref|NR_028755.1 
7 887732 Agrei 
; Microbacteriac 
ref|NR_028754.1 
3 889225 Sacch 
donocardineae; 


ref |NR_028753.1 

889276 890727 
mycetales; Strep 
ref|NR_028739.1 
crobacteriac 
NR_028738.1 
e 912332 
etales; Pseu 


7 Mi 
ref 
uenc 
omyc 


ref 
ial 


NR_028737.1 
sequence 


Y 
xr 


a 


a 
P 


ibacter caricis 
obacteriaceae; 


Agreia bicolorata 


eae; Agreia. 
Saccharopolyspora 

ropolyspora flava 

seudonocardiaceae; 


Actinomadura 


Actinomadura 
tosporangineae; 


eae; Leifsonia. 
Lechevalieria 


donocardineae; 


Actinosynnema 
913891 915394 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


Pseudonocardineae; Actinosynnemataceae 


484872 Bacteria_16S 


heliotrinireducen 


920995 921030 60 95 gi 


s strain RHS1 16S ribosomal RNA, parti 


heliotrinireducens Bacteria; Actinobacteria; Coriobacte 
Coriobacteriaceae; Slackia. 
484872 Bacteria_16S 939499 939534 60 95 gi 


strain BT-H1 16S 
Firmicutes; Clost 


484872 Bacteria_16S 


strain Y9 16S rib 
Actinobacteria; A 


484872 Bacteria_16S 


subsp. socranskii 
socranskii subsp. 


484872 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 
strain IFM 10035 

strain IFM 0784 1 
strain IFM 0575 1 
strain IFM 10084 


strain YZ-96 16S 


quisquiliarum str 
quisquiliarum Bac 


484872 Bacteria_16S 


strain LK2-10 16S 


Micromonospora. 


484872 Bacteria_16S 


strain IFM 0245 1 


ryukyuensis strai 
ryukyuensis Bacte 


484872 Bacteria_16S 


e; Micromonospora. 
484872 Bacteria_16S 


ribosomal RNA, 
ridia; 


complete sequence 

Clostridiales; Heliobacteriacea 
964244 964279 60 95 gi 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
984077 984112 60 95 gi 
strain D56BRIII6 16S ribosomal RNA, p 
socranskii Bacteria; Spirochaetes; Sp 
1031485 1031520 60 95 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
1039172 1039207 60 


95 gi 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
484872 Bacteria_16S 


1040681 1040716 60 95 gi 


6S ribosomal RNA, partial sequence 1039882 10413 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
484872 Bacteria_16S 


1042219 1042254 60 95 gi 


6S ribosomal RNA, partial sequence 1041385 10428 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
484872 Bacteria_16S 


1043779 1043814 60 95 gi 


16S ribosomal RNA, partial sequence 1042934 10444 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
484872 Bacteria_16S 


1045335 1045370 60 95 
ribosomal RNA, partial sequence 


gi 


1046924 1046959 60 95 gi 
ain BLx 16S ribosomal RNA, partial seq 
teria; Firmicutes; Bacillales; Bacilla 
1048405 1048440 60 95 gi 
ribosomal RNA, partial sequence 


1052911 1052946 60 95 gi 


1055929 1055964 60 95 gi 
n 015-7 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Bacillace 


938639 94015 


963457 96488 


1044481 10459 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
484872 Bacteria_16S 


1047573 10490 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


6S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
484872 Bacteria_16S 


; Actinosy 
265678431 
al sequenc 
ridae; Cor 


265678419 


e; Heliore 
265678402 


nebacterin 
265678388 
artial seq 
irochaetal 
265678357 
quence 

Actinomyc 


265678352 


nebacterin 
265678351 


nebacterin 
265678350 


nebacterin 
265678349 


nebacterin 
265678348 


nebacterin 
265678347 
uence 

ceae; Cera 
265678346 


omonospori 
265678342 
nebacterin 
265678340 


uence 
ae; Parali 


1075455 1075490 60 95 gi 


obac 


nnema. 
ref |NR_028733.1 
e 920164 921628 
iobacteriales; C 
ref|NR_028721.1 


stis. 
ref |NR_028704.1 


Nocardiacea 
NR_028690.1 
e 983192 
es; Spirochaetac 
ref|NR_028659.1 

1030633 103211 
etales; Micromon 


eae; 
ref 
uenc 


ref |NR_028654.1 


Nocardiacea 
NR_028653.1 


eae; 
ref 


Nocardiacea 
NR_028652.1 


eae; 
ref 


Nocardiacea 
NR_028651.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


eae; Nocardiacea 
ref|NR_028649.1 

1046039 104752 
sibacillus. 
ref |NR_028648.1 


; Micromonos 


ref |NR_028644.1 
eae; Nocardiacea 
ref |NR_028642.1 

1055053 105655 
illus. 


265678327 


tukisamuensis strain Mb8 16S ribosomal RNA, partial sequence 


Slackia 
Slackia 
oriobacterineae; 


e; Nocardia. 

984718 Treponema 

eae; Treponema. 
Micromonospora 

4 Micromonospora 

osporineae; 


e; Nocardia. 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 


e; Nocardia. 


e; Nocardia. 
Cerasibacillus 
2 Cerasibacillus 


poraceae; 


Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Paraliobacillus 
2 Paraliobacillus 


ref|NR_028629.1 
1074605 107593 


Rhodococcus 
5 Rhodococcus 


Rathayibacter caricis 


bicolorata Bacteria; 


Leifsonia poae strain 
1 Leifsonia poae Bacteria; 
ococcineae; 


913840 Lechevalieria 


Heliorestis daurensis 
5 Heliorestis daurensis Bacteria; 


Nocardia cerradoensis 
2 Nocardia cerradoensis Bacteria; 


Treponema socranskii 


Nocardia arthritidis 
31 Nocardia arthritidis Bacteria; 


Nocardia pneumoniae 
34 Nocardia pneumoniae Bacteria; 


Nocardia shimofusensis 
88 Nocardia shimofusensis Bacteria; 


Micromonospora eburnea 
49 Micromonospora eburnea Bacteria; 
neae 


tukisamuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; 


strain YLM-32 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 


strain JCM 4837 1 


roseoviolacea str 
roseoviolacea Bac 
Streptosporangiac 


484872 Bacteria_16S 


macrocephala stra 
macrocephala Bact 
Streptosporangiac 


484872 Bacteria_16S 


strain 14 16S rib 


Actinobacteria; Actinoba 
484872 Bacteria_16S 


strain NRRL 15532 
Bacteria; Actinob 
Nonomuraea. 


484872 Bacteria_16S 


strain DF-32 16S 


Actinobacteria; Actinoba 


Microbispora. 


484872 Bacteria_16S 


strain I-132 16S 


Actinobacteria; Actinoba 
484872 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
484872 Bacteria_16S 


strain ES10.1 16S 


Actinobacteria; Actinoba 
484872 Bacteria_16S 


sphenisci strain 
sphenisci Bacteri 
Corynebacteriacea 


484872 Bacteria_16S 


CMS 81 16S riboso: 
Actinobacteridae; 


484872 Bacteria_16S 


CMS 76r 16S ribos 
Actinobacteridae; 


484872 Bacteria_16S 


iheyensis HTE831 
Bacteria; Firmicu 


484872 Bacteria_16S 


multipartita DSM 
44233 Bacteria; A 
Nakamurella. 


484872 Bacteria_16S 


DSM 43833 16S rib 
Bacteria; Actinob 
Thermobispora. 


484872 Bacteria_16S 


C91 16S ribosomal 
Proteobacteria; B 


484872 Bacteria_16S 


colombiense DSM 1 
12261 Bacteria; S 


Rhodococcus. 
484872 Bacteria_16S 


1076832 1076867 60 95 
ribosomal RNA, partial sequence 


gi 


1085842 1085877 60 95 gi 
Stre 
1090508 1090543 60 95 gi 
ain A-5 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
eae; Nonomuraea. 

1099477 1099512 60 95 gi 
in IFO 16266 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
eae; Acrocarpospora. 

1102447 1102482 60 
osomal RNA, partial sequence 
cteridae; Actinomycetales; Micr 
1107045 1107080 60 95 gi 
16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycet 


95 gi 


1108595 1108630 60 95 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 


gi 


Stre 
1114689 1114724 60 95 
ribosomal RNA, partial sequence 
cteridae; Actinomycetales; 
1116215 1116250 60 95 
ribosomal RNA, partial sequence 


gi 


Kine 
gi 


cteridae; Actinomycetales; Kineosporiineae; Kineosporiace 
1131284 1131319 60 95 gi| 253680769 |ref|NR_028017.1 
ribosomal RNA, partial sequence 1130448 11319 

cteridae; Actinomycetales; Streptosporangineae; Nocardiop 

1134297 1134332 60 95 gi| 253680767 |ref|NR_028015.1 

CECT 5990 16S ribosomal RNA, partial sequence 1133500 113488 

a; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebact 
e; Corynebacterium. 

1137329 1137364 60 95 gi|253680765|ref|NR_028013.1 
mal RNA, complete sequence 1136447 1137959 Leifsonia aurea Bacte 
Actinomycetales; Micrococcineae; Microbacteriaceae; Leifsonia. 

1138880 1138915 60 95 gi|253680764|ref|NR_028012.1 


omal RN 
Actinomycetales; Micrococcineae; Micr 
1155478 1155513 60 95 gi 
16S rib 


tes; Bacillales; Bacillaceae; Oceanoba 


265678325 


1075986 10774 
ococcineae 


265678319 


6S ribosomal RNA, partial sequence 1085003 10864 
Actinobacteria; Actinobacteridae; Actinomycetales; 
484872 Bacteria_16S 


265678316 
uence 


265678310 


, 


265678308 


1101592 11031 


265678304 
11062 
ales; 


265678303 


1107766 11092 
ptosporang 


265678299 


1113840 11153 
osporiinea 


265678298 


1115364 11168 


A, complete sequence 1138010 1139535 Leifs 


obacteriac 
253680753 


osomal RNA, partial sequence 1154576 11561 


cillus. 
228721225 


1161569 1161604 60 95 gi 
44233 16S ribosomal RNA, partial seque 
ctinobacteria; Actinobacteridae; Actin 


1170679 1170714 60 
osomal RNA, partial sequence 


acteria; 


95 gi 


Actinobacteridae; Actinomycet 


1179774 1179809 60 
RNA, partial sequence 
etaproteobacteria; Nitrosomonadales; N 
1200913 1200948 60 95 gi 
2261 16S ribosomal RNA, partial sequen 
ynergistetes; Synergistia; Synergistal 


95 gi 


484872 Bacteria_16S 


intestinalis DSM 
13280 Bacteria; A 
Collinsella. 


484872 Bacteria_16S 


DSM 13279 16S rib 
Bacteria; Actinob 
Collinsella. 


1203994 1204037 53 95 gi 
13280 16S ribosomal RNA, partial seque 
ctinobacteria; Coriobacteridae; Coriob 


1169826 


1178919 1180416 


nce 11607 
omycetales 


228719618 
ELV 12 
ales; Pseu 
228717704 
Nitro 
itrosomona 
228715386 
ce 12000 
es; Synerg 
228715356 
nce 12031 
acteriales 


1205509 1205544 60 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


95 gi 


Coriobacteri 


228715355 


ales; 


ptomycinea 


1 sequence 
Actinomy 


Stre 


ref 


7 Ra 
ref 


e; S 
ref 


ref 
ceta 
ref 


7 Mi 
ref 


ptos 
ref 

inea 
ref 


e; K 
ref 


onia 
eae; 
ref 


ref 


v 


Fr 
ref 
dono 


ref 
somo 
dace 
ref 


ista 
ref 


v 


Co 


1089685 109113 
e; Actinomycet 


1098650 110009 


17 1107715 Nonomu 


07 Microbispora 


39 1162206 Nakamu 


94 Thermobispora 


61 1201579 Aminob 


62 1204620 Collin 


NR_028627.1 


robacteracea 
NR_028621.1 


treptomyceta 
NR_028618.1 


ales; Strept 
NR_028612.1 
les; Strepto 
NR_028610.1 


crobacteriac 
NR_028606.1 


porangineae; 


NR_028605.1 


e; Streptosp 


NR_028600.1 


ineosporiace 
NR_028599.1 


rubra Bact 
Leifsonia. 
NR_028001.1 


e 


NR_027604.1 


ankineae; Na 


NR_027583.1 


cardineae; P 
NR_027566.1 
nas eutropha 
ae; Nitrosom 
NR_027531.1 


ceae; Aminob 
NR_027528.1 


riobacterine 


ref 


Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Streptomyces tauricus 


81 Streptomyces tauricus Bacteria; 


ceae; Streptomyces. 
Nonomuraea 

7 Nonomuraea 

osporangineae; 


Acrocarpospora 
8 Acrocarpospora 


sporangineae; 


Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
ococcineae; 


eae; Agromyces. 
Nonomuraea longicatena 

raea longicatena 
Streptosporangiaceae; 


Microbispora corallina 


corallina Bacteria; 


orangiaceae; 


Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 


ae; Kineosporia. 
Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Nocardiopsis exhalans 


04 Nocardiopsis exhalans Bacteria; 


saceae; Nocardiopsis. 
Corynebacterium 

1 Corynebacterium 

erineae; 


Leifsonia aurea strain 
ria; Actinobacteria; 


Leifsonia rubra strain 
ria; Actinobacteria; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Nakamurella 
rella multipartita DSM 
kamurellaceae; 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Nitrosomonas eutropha 
C91 Bacteria; 

onas. 

Aminobacterium 
acterium colombiense DSM 
acterium. 

Collinsella 

sella intestinalis DSM 
ae; Coriobacteriaceae; 


NR_027527.1 


Co 


Collinsella stercoris 


1204671 1206128 Collinsella stercoris DSM 13279 
Coriobacterineae; 


riobacteriaceae; 


484872 Bacteria_16S 1210082 1210117 60 95 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
484872 Bacteria_16S 1217527 1217562 60 95 gi|219878473|ref|NR_025612.1| Arthrobacter bergerei 
strain Cal06 16S ribosomal RNA, partial sequence 1216681 1218148 Arthrobacter bergerei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

484872 Bacteria_16S 1221999 1222034 60 95 gi|219878356|ref|NR_025495.1| Salana multivorans 
strain Se-3111 16S ribosomal RNA, partial sequence 1221167 1222613 Salana multivorans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beutenbergiaceae; Salana. 

484872 Bacteria_16S 1226549 1226584 60 95 gi|219878300|ref|NR_025439.1| Isoptericola 
variabilis strain MX5 16S ribosomal RNA, partial sequence 1225722 1227193 Isoptericola variabilis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Isoptericola. 

484872 Bacteria_16S 1234178 1234213 60 95 gi|219878266|ref|NR_025405.1| Microbacterium 
phyllosphaerae strain DSM 13468 16S ribosomal RNA, partial sequence 1233340 1234817 Microbacterium 
phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

484872 Bacteria_16S 1246295 1246330 60 95 gi|219857484|ref|NR_025072.1| Amycolatopsis rubida 
strain 13.4 16S ribosomal RNA, partial sequence 1245479 1246880 Amycolatopsis rubida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
484872 Bacteria_16S 1252149 1252184 60 95 gi|219857241|ref|NR_024869.1| Treponema socranskii 
subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 1251289 1252767 Treponema 
socranskii subsp. paredis Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

484872 Bacteria_16S 1253676 1253711 60 95 gi|219857240|ref|NR_024868.1| Treponema socranskii 
subsp. buccale strain ATCC 35534 16S ribosomal RNA, partial sequence 1252818 1254294 Treponema 
socranskii subsp. buccale Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

484872 Bacteria_16S 1256730 1256765 60 95 gi|219857144|ref|NR_024772.1| Corynebacterium 
efficiens YS-314 16S ribosomal RNA, partial sequence 1255896 1257349 Corynebacterium efficiens YS-314 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

484872 Bacteria_16S 1261238 1261273 60 95 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

484872 Bacteria_16S 1262680 1262715 60 95 gi|219846681|ref|NR_026273.1| Dietzia natronolimnaea 
strain CBS 107.95 16S ribosomal RNA, partial sequence 1261851 1263306 Dietzia natronolimnaea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Dietziaceae; Dietzia. 
484872 Bacteria_16S 1264218 1264253 60 95 gi|219846655|ref|NR_026247.1| Treponema 
lecithinolyticum ATCC 700332 16S ribosomal RNA, partial sequence 1263357 1264835 Treponema 
lecithinolyticum Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

484872 Bacteria_16S 1280657 1280692 60 95 gi|219846091|ref|NR_025681.1| Aeromicrobium marinum 


DSM 15272 16S rib 
Bacteria; Actinob 
Aeromicrobium. 


484872 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


484872 Bacteria_16S 


urealyticum DSM 7 
DSM 7109 Bacteria 
Corynebacteriacea 


484872 Bacteria_16S 


strain LM 161 16S 
Actinobacteria; A 


484872 Bacteria_16S 


thermoviolaceus s 
1308545 St 
Actinobacteridae; 


484872 Bacteria_16S 


str. Twist 16S ri 
Bacteria; Actinob 


484872 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


484872 Bacteria_16S 


strain HKI 0122 1 
Bacteria; Actinob 
Beutenbergia. 


osomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


1279854 12812 


10 Aeromicrobium 


es; Propionibacterineae; 


1289815 1289850 60 
6S ribosomal RNA, 


95 gi 


oriobacteridae; Coriobacteriales; Coriobacterineae; Coriobacteri 
1291289 1291324 60 95 gi| 228720812 |ref|NR_027597.1 
109 16S ribosomal RNA, partial sequence 1290453 1291853 Coryne 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacte 
e; Corynebacterium. 
1300218 1300253 60 95 gi| 219846779 |ref|NR_026371.1 


ribosomal RNA, complete sequence 
ctinobacteridae; Actinomycetales; Prop 
1307899 1307934 60 95 gi 
ubsp. thermoviolaceus strain DSM 40443 
reptomyces thermoviolaceus subsp. ther 
Actinomycetales; Streptomycineae; Str 
1317082 1317117 60 95 gi 
bosomal RNA, partial sequence 


io 


1 
mo 


ep 


484872 Bacteria_16S 


obscurus DSM 4316 


43160 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Geodermatophilus. 


0 16S ribosomal RNA, partial sequence 


219846501 
complete sequence 1289055 12904 


1299363 13008 


228721493 


228715851 
1316224 13177 


acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Trop 
1332474 1332509 60 95 gi|228721494|ref|NR_027617.1 
ain BI429 16S ribosomal RNA, partial sequence 1331586 133309 
29 Bacteria; Thermotogae; Thermotogales; Thermotogaceae; Thermos 
1334001 1334036 60 95 gi|228721490|ref|NR_027613.1 
6S ribosomal RNA, partial sequence 1333148 1334632 Beutenbergia 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Beut 
1344703 1344738 60 95 gi|228721038|ref|NR_027601.1 


ref |NR_026093.1 


inea 
ref 
omal 
s Ba 
ceae 
ref 


nibacter e; Nocardioi 
NR_027616.1 
RNA, partia 
cteria; Acti 
; Streptomyc 


NR_027540.1 


6S ribos 
violaceu 
tomyceta 


marinum DSM 15272 
Nocardioidaceae; 


Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Corynebacterium 
bacterium urealyticum 
rineae; 


Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Streptomyces 
1 sequence 
nobacteria; 
es. 
Tropheryma whipplei 


1307063 


07 Tropheryma whipplei str. Twist 


heryma. 
Thermosipho 
7 Thermosipho 
ipho. 
Beutenbergia cavernae 


cavernae DSM 12333 


enbergiaceae; 


1343850 1345331 Geoder 
Frankineae; Ge 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


484872 Bacteria_ 


faecium strain DS 
4810 Bacteria; Ac 


Brachybacterium. 
484872 Bacteria_ 


DSM 10542 16S rib 
Bacteria; Actinob 


Sanguibacter. 
484872 Bacteria_ 


magneticus strain 
Proteob 
484872 Bacteria_16S 
cynodontis JCM 97 
cynodontis Bacter 
Microbacteriaceae 
484872 Bacteria_16S 
strain SMP-10 16S 
D 
484872 Bacteria_16S 
glauca strain K62 
Bacteria; Actinob 
Saccharomonospora 
484872 Bacteria_16S 
psychrophenolicus 
psychrophenolicus 
Micrococcaceae; Arthrobacter. 
484872 Bacteria_16S 
violaceolatus str 
violaceolatus Bac 
Streptomycetaceae 
484872 Bacteria_16S 
coelescens strain 
coelescens Bacter 
Streptomycetaceae 
484872 Bacteria_16S 


Bacteria; 


Proteobacteria; 


strain LM 036 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
484872 Bacteria_16S 
aerolata strain V 
Bacteria; Actinob 
Promicromonospora 
484872 Bacteria_16S 
spheniscorum stra 
spheniscorum Bact 


Corynebacteriacea 


484872 Bacteria_16S 


endolithica strai 
endolithica Bacte 
Micromonosporacea 


484872 Bacteria_16S 


nitroguajacolicus 
nitroguajacolicus 


Micrococcaceae; Arthrobacter. 
484872 Bacteria_16S 


bernardiae strain 


16S 1346231 1346266 60 95 gi 
M 4810 16S ribosomal RNA, partial sequ 
tinobacteria; Actinobacteridae; Actino 


16S 1349303 1349338 60 
osomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


95 gi 


16S 1368860 1368895 60 95 gi 
RS-1 16S ribosomal RNA, complete sequ 
acteria; Deltaproteobacteria; Desulfov 
1401948 1401983 60 95 gi 
33 16S ribosomal RNA, partial sequence 
ia; Actinobacteria; Actinobacteridae; 
; Leifsonia. 
1404896 1404931 60 95 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1416937 1416972 60 95 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


, 


gi 


1421507 1421542 60 95 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1449295 1449330 60 95 gi 
-54A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
1450742 1450777 60 95 gi 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

1452209 1452244 60 95 gi 
n AA459 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1453740 1453775 60 95 gi 
strain G2-1 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


1458166 1458201 60 95 gi 
LCDC 89/0504 16S ribosomal RNA, parti 


228720938 
ence 13453 
mycetales; 


228720600 
1348448 13499 
ales; 


228718692 
ence 13679 
ibrionales 
228715351 


Actinomyce 


219857153 
1404010 14055 
ocystineae; 
224581447 


ales; 
224581444 


1 sequ 
ridae; 


1426147 1426182 60 95 gi|224581441|ref|NR_027223.1 
ain DSM 40438 16S ribosomal RNA, partial sequence 1425302 142681 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
; Streptomyces. 

1427712 1427747 60 95 gi|224581440|ref|NR_027222.1 
AS 4.1594 16S ribosomal RNA, partial sequence 1426862 142837 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
; Streptomyces. 

1440082 1440117 60 95 gi|224581428|ref|NR_027210.1 
ribosomal RNA, partial sequence 1439230 14407 


donoca 
224581421 
ce 
ales; 


224581420 
quence 
Acti 


224581419 
uence 
Actin 


224581418 
1 sequ 
ridae; 


224581414 
al seque 


ref|NR_027599.1 
82 1346861 Brach 
Micrococcineae 


, 


ref|NR_027595.1 
42 Sanguibacter 
Micrococcineae; San 
ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrio 
ref|NR_027523.1 
11 1402554 Leifso 
tales; Micrococc 


14011 


ref |NR_024781.1 


; Haliangiaceae; 
ref|NR_027229.1 
93 1417582 Saccha 
donocardineae; P 


14160 


Pseu 


ref|NR_027226.1 
1420664 142216 
inomycetales; Mi 


ence 
Act 


rdineae; Actinosynne 
ref|NR_027202.1 
60 1449852 Promic 


ococcineae; Prom 


14484 


Micr 


ref|NR_027201.1 
1449903 145131 
nomycetales; Coryneb 
ref|NR_027200.1 

1451367 145284 


omycetales; Micromon 


ref|NR_027199.1 


Y. 


n 


Brachybacterium 
bacterium faecium DSM 
Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 
g 


uibacteraceae; 


Desulfovibrio 

ovibrio magneticus RS-1 

aceae; Desulfovibrio. 
Leifsonia xyli subsp. 

nia xyli subsp. 

ineae; 


Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 

Saccharomonospora 
romonospora glauca 
seudonocardiaceae; 


Arthrobacter 
4 Arthrobacter 
crococcineae; 


Streptomyces 
1 Streptomyces 
omycineae; 


Streptomyces 
6 Streptomyces 


cineae; 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Promicromonospora 
romonospora aerolata 
icromonosporaceae; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Micromonospora 
3 Micromonospora 


osporineae; 


Arthrobacter 


1452894 145438 
inomycetales; Mi 


ence 
Act 


ref|NR_027195.1 


nce 1457334 145871 


1 Arthrobacter 
crococcineae; 


Arcanobacterium 
5 Arcanobacterium 


bernardiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Arcanobacterium. 

484872 Bacteria_16S 1461156 1461191 60 95 gi|224581412|ref|NR_027193.1| Kocuria carniphila 
strain CCM 132 16S ribosomal RNA, partial sequence 1460297 1461811 Kocuria carniphila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

484872 Bacteria_16S 1474748 1474783 60 95 gi|219878476|ref|NR_025615.1| Streptomyces albus 
subsp. albus strain DSM 40313 16S ribosomal RNA, partial sequence 1473916 1475414 Streptomyces albus 
subsp. albus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 1488581 1488616 60 95 gi|219857134|ref|NR_024762.1| Streptomyces rimosus 
subsp. rimosus strain JCM 4667 16S ribosomal RNA, complete sequence 1487741 1489225 Streptomyces rimosus 
subsp. rimosus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 1490131 1490166 60 95 gi|219846947|ref|NR_026539.1| Corynebacterium durum 


strain IBS G15036 


Corynebacterium. 


16S ribosomal RNA, partial sequence 


1489276 1490698 Corynebacterium durum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


484872 Bacteria_16S 


caeruleus subsp. 


Couchioplanes caeruleus subsp. 


Actinomycetales; 


484872 Bacteria_16S 
afermentans subsp 
Corynebacterium afermentans subsp. 


Actinomycetales; 


484872 Bacteria_16S 


strain DSM 20127 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


484872 Bacteria_16S 1527659 1527694 60 95 gi| 219857435 |ref|NR_025023.1 
strain JCM3369 16S ribosomal RNA, partial sequence 1526835 1528288 Actinomadura 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

484872 Bacteria_16S 1529163 1529198 60 95 gi|219857434|ref|NR_025022.1 


strain JCM3146 16 


1494591 1494626 60 95 gi 
caeruleus strain DSM 44103 16S ribosomal 


Corynebacterineae; Corynebacteriaceae; C 
1502013 1502048 60 95 gi 
16S ribosomal RNA, complete sequence 

oc 
1523073 1523108 60 95 

ribosomal RNA, partial sequence 
rochaetales; 


gi 


Spirochaetaceae; Treponema. 


S ribosomal RNA, partial sequence 


219846703 


afermentans Bacteria; Actinobacteria; 


219846604 


219857543 
1522207 15236 


1528339 15297 


ref 
rtia 


NR_026295.1 


RNA, pa 1 sequence 


terium. 
ref|NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref|NR_025131.1 


orynebac 


15011 
occineae 


Couchioplanes 
1493762 1495216 


caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Micromonosporineae; Micromonosporaceae; Couchioplanes. 
1500622 1500657 60 95 gi|219846622|ref|NR_026214.1| Corynebacterium 
- afermentans strain CIP 103499 16S ribosomal RNA, complete sequence 1499786 1501111 


Actinobacteridae; 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 

Treponema parvum 


v 


91 Treponema parvum Bacteria; 


Actinomadura yumaensis 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinoallomurus. 

484872 Bacteria_16S 1530671 1530706 60 95 gi|219857433|ref|NR_025021.1| Actinomadura 
oligospora strain ATCC 43269 16S ribosomal RNA, partial sequence 1529847 1531308 Actinomadura 
oligospora Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

484872 Bacteria_16S 1532211 1532246 60 95 gi|219857427|ref|NR_025015.1| Micromonospora 
matsumotoense strain IMSNU 22003 16S ribosomal RNA, partial sequence 1531359 1532864 Micromonospora 
matsumotoense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Micromonospora. 

484872 Bacteria_16S 1535206 1535241 60 95 gi|219857414|ref|NR_025002.1| Actinomadura vinacea 
strain JCM 3325 16S ribosomal RNA, partial sequence 1534373 1535813 Actinomadura vinacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomon 
Actinomadura. 

484872 Bacteria_16S 1536715 1536750 60 95 gi|219857378|ref|NR_024966.1 
texasensis strain NRRL B-16134 16S ribosomal RNA, partial sequence 1535864 153737 
texasensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Actinosynnemataceae; Saccharothrix. 

484872 Bacteria_16S 1538277 1538312 60 95 gi|219857377|ref|NR_024965.1 
espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 1537426 153893 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Actinosynnemataceae; Saccharothrix. 

484872 Bacteria_16S 1539838 1539873 60 95 gi|219857376|ref|NR_024964.1 
strain NRRL B-16238 16S ribosomal RNA, partial sequence 1538986 1540484 Crossi 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocar 
484872 Bacteria_16S 1541387 1541422 60 95 gi|219857375|ref|NR_024963.1 
globicatena strain NRRL B-24048 16S ribosomal RNA, partial sequence 1540535 154204 
globicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudono 
Actinosynnemataceae; Actinokineospora. 

484872 Bacteria_16S 1542947 1542982 60 95 gi|219857374|ref|NR_024962.1 
diospyrosa strain NRRL B-24047 16S ribosomal RNA, partial sequence 1542095 154360 
diospyrosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonoc 
Actinosynnemataceae; Actinokineospora. 

484872 Bacteria_16S 1556391 1556426 60 95 gi|219846194|ref|NR_025784.1 
paranensis strain HKI 0190 16S ribosomal RNA, partial sequence 1555586 155703 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Kitasatospora. 

484872 Bacteria_16S 1557885 1557920 60 95 gi|219846193|ref|NR_025783.1 
terrestris strain HKI 0186 16S ribosomal RNA, partial sequence 1557082 155852 
terrestris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy: 
Streptomycetaceae; Kitasatospora. 

484872 Bacteria_16S 1559379 1559414 60 95 gi|219846192|ref|NR_025782.1 
gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 1558576 156000 
gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomy 
Streptomycetaceae; Kitasatospora. 

484872 Bacteria_16S 1563801 1563836 60 95 gi| 219846103 |ref|NR_025693.1 
pretoriensis strain NRRL B-24133 16S ribosomal RNA, partial sequence 156296 
pretoriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

484872 Bacteria_16S 1574364 1574399 60 95 gi|219856868|ref|NR_024687.1 


osporaceae; 


Saccharothrix 
5 Saccharothrix 
ardineae; 


Saccharothrix 
5 Saccharothrix 
cardineae; 


Crossiella cryophila 

ella cryophila Bacteria; 

diaceae; Crossiella. 
Actinokineospora 

4 Actinokineospora 

cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Kitasatospora 
1 Kitasatospora 
cineae; 


Kitasatospora 
5 Kitasatospora 
cineae; 


Kitasatospora 
4 Kitasatospora 
cineae; 


Amycolatopsis 
4 1564361 Amycolatopsis 
ocardineae; 


Umezawaea tangerina 


strain MK27-91F2 16S ribosomal RNA, partial sequence 1573526 1575000 Umezawaea tangerina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Umezawaea. 


484872 Bacteria_16S 1575889 1575924 60 95 gi| 219856867 |ref|NR_024686.1| Lentzea waywayandensis 
strain JCM 9114 16S ribosomal RNA, partial sequence 1575051 1576526 Lentzea waywayandensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
484872 Bacteria_16S 1589675 1589710 60 95 gi|219878485|ref|NR_025624.1| Streptomyces catenulae 
strain DSM 40258 16S ribosomal RNA, partial sequence 1588843 1590340 Streptomyces catenulae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 1591223 1591258 60 95 gi|219878484|ref|NR_025623.1| Streptomyces 
tubercidicus strain DSM 40261 16S ribosomal RNA, partial sequence 1590391 1591888 Streptomyces 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 1592771 1592806 60 95 gi| 219878483 |ref|NR_025622.1| Streptomyces rimosus 
subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, partial sequence 1591939 1593434 Streptomyces 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycineae; Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 1594317 1594352 60 95 gi| 219878482 |ref|NR_025621.1| Streptomyces 
chrestomyceticus strain DSM 40545 16S ribosomal RNA, partial sequence 1593485 1594981 Streptomyces 
chrestomyceticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 1595864 1595899 60 95 gi| 219878481 |ref|NR_025620.1| Streptomyces 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial sequence 1595032 1596529 Streptomyces 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 1597412 1597447 60 95 gi|219878480|ref|NR_025619.1| Streptomyces niger 


strain DSM 43049 


olivaceisclerotic 
olivaceisclerotic 


Streptomycetaceae 
484872 Bacteria_16S 


strain DSM 40597 


purpurogeneiscler 


Stre 
1598960 1598995 60 95 gi 
us strain DSM 40595 16S ribosomal RNA, 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 

1600508 1600543 60 


pt 


p 
te 


, 


95 gi 
Stre 
1602056 1602091 60 95 gi 
oticus strain DSM 43156 16S ribosomal 


pt 


RN. 


16S ribosomal RNA, partial sequence 1596580 15980 
Actinobacteria; Actinobacteridae; Actinomycetales; 


484872 Bacteria_16S 219878479 


219878478 
16S ribosomal RNA, partial sequence 1599676 16011 
Actinobacteria; Actinobacteridae; Actinomycetales; 


484872 Bacteria_16S 219878477 


omycineae; S 
ref 
artial seque 


ridae; Actin 


treptomyceta 
NR_025618.1 
nce 159812 
omycetales; 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


omycinea 


A, parti 


77 Streptomyces niger Bacteria; 


ceae; Streptomyces. 
Streptomyces 

8 1599625 Streptomyces 

Streptomycineae; 


Streptomyces violens 


violens Bacteria; 


ceae; Streptomyces. 
Streptomyces 
1601224 1602721 


Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 


484872 Bacteria_16S 


strain DSM 12798 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


484872 Bacteria_16S 


bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 


484872 Bacteria_16S 


strain SNG49 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; 
484872 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


484872 Bacteria_16S 


aridum subsp. lar 


Kibdelosporangium aridum subsp. 


Actinomycetales; 


484872 Bacteria_16S 


albatum strain R 
Bacteria; Actinob 


Kibdelosporangium. 
484872 Bacteria_16S 


strain R2014 16S 


Streptomycetaceae; Streptomyces. 
1605161 1605196 60 95 gi 
oc 
1606702 1606737 60 95 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


qu 


’ 


1626213 1626248 60 95 gi 
CCUG 47306 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 

e; Arsenicicoccus. 

1639822 1639857 60 95 

ribosomal RNA, partial sequence 


s 
Ac 


gi 


Stre 
1662810 1662845 60 95 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1664350 1664385 60 95 gi 
gum strain SKF-AAD-609 16S ribosomal R 


pt 


s 
e; 


NA 


Pseudonocardineae; Pseudonocardiaceae; 
1665874 1665909 60 95 gi 
761-7 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


K 


nc 
al 


1668954 1668989 60 95 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetace 
484872 Bacteria_16S 1673443 1673478 60 95 gi|219878426|ref|NR_025565.1 
vancoresmycina strain ST101170 16S ribosomal RNA, partial sequence 1672599 167407 
vancoresmycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseud 
Pseudonocardiaceae; Amycolatopsis. 

484872 Bacteria_16S 1674966 1675001 60 95 gi|219878425|ref|NR_025564.1 


balhimycina strain DSM 44591 16S ribosomal RNA, partial sequence 


219878474 
16S ribosomal RNA, partial sequence 1604315 16058 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 
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cetales; Microco 
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ence 
Actinomy 
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1625384 162685 
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equence 
tinomyce 


ref|NR_025589.1 
69 Nocardiopsis 
ineae; Nocardiop 
ref|NR_025572.1 
equence 1661967 166345 
Actinomycetales; Pseudo 


osporang 


ref 
1 se 


NR_025571.1 
, partia quence 
ibdelosporangium. 

ref|NR_025570.1 
31 1666519 Kibdel 


donocardineae; P 


16650 
Pseu 


e 
es; 


ref|NR_025568.1 


Arthrobacter mysorens 


mysorens Bacteria; 


v 


Arthrobacter. 
Arthrobacter 

4 Arthrobacter 

ccineae; Micrococcaceae; 


Arsenicicoccus 
0 Arsenicicoccus 


ineae; 


Nocardiopsis aegyptia 


aegyptia Bacteria; 


saceae; Nocardiopsis. 
Kibdelosporangium 

6 Kibdelosporangium 

nocardineae; 


Kibdelosporangium 
1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


Kibdelosporangium 
osporangium albatum 
seudonocardiaceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Amycolatopsis 
6 Amycolatopsis 
onocardineae; 


1674127 167557 


Amycolatopsis 
5 Amycolatopsis 


balhimycina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardiacea 


e; Amycolatopsis. 


484872 Bacteria_16S 1676465 1676500 60 95 gi|219878424|ref|NR_025563.1| Amycolatopsis 
keratiniphila subsp. nogabecina strain DSM 44586 16S ribosomal RNA, partial sequence 1675626 1677096 
Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 
Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Amycolatopsis. 
484872 Bacteria_16S 1677982 1678017 60 95 gi|219878423|ref|NR_025562.1| Amycolatopsis 
decaplanina strain DSM 44594 16S ribosomal RNA, partial sequence 1677147 1678610 Amycolatopsis 
decaplanina Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 
484872 Bacteria_16S 1679503 1679538 60 95 gi|219878422|ref|NR_025561.1| Amycolatopsis japonica 
strain MG 417-CF 17 16S ribosomal RNA, partial sequence 1678661 1680145 Amycolatopsis japonica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Amycolatopsis. 
484872 Bacteria_16S 1682602 1682637 60 95 gi|219878420|ref|NR_025559.1| Actinomyces oricola 
strain R5292 16S ribosomal RNA, partial sequence 1681727 1683234 Actinomyces oricola Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
484872 Bacteria_16S 1684129 1684164 60 95 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/Bl 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
484872 Bacteria_16S 1697917 1697952 60 95 gi| 219878409 |ref|NR_025548.1| Microbacterium 
paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 
484872 Bacteria_16S 1705595 1705630 60 95 gi|219878404|ref|NR_025543.1| Thermoleophilum album 
strain HS-5 16S ribosomal RNA, partial sequence 1704738 1706197 Thermoleophilum album Bacteria; 
Actinobacteria; Rubrobacteridae; Thermoleophilales; Thermoleophilaceae; Thermoleophilum. 
484872 Bacteria_16S 1710153 1710188 60 95 gi|219878401|ref|NR_025540.1| Corynebacterium 
atypicum strain R2070 16S ribosomal RNA, partial sequence 1709312 1710793 Corynebacterium atypicum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 
484872 Bacteria_16S 1714691 1714726 60 95 gi| 219878398 |ref|NR_025537.1| Sphingobacterium 
faecium strain DSM 11690 16S ribosomal RNA, partial sequence 1713828 1715321 Sphingobacterium 
faecium Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; 
Sphingobacterium. 
484872 Bacteria_16S 1716225 1716260 60 95 gi|219878397|ref|NR_025536.1| Pedobacter piscium 
strain AJ2502 16S ribosomal RNA, partial sequence 1715372 1716865 Pedobacter piscium Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 
484872 Bacteria_16S 1719301 1719336 60 95 gi|219878395|ref|NR_025534.1| Pedobacter cryoconitis 
strain A37 16S ribosomal RNA, partial sequence 1718445 1719939 Pedobacter cryoconitis Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 
484872 Bacteria_16S 1735982 1736017 60 95 gi|219878384|ref|NR_025523.1| Actinomyces 
vaccimaxillae strain R10176 16S ribosomal RNA, partial sequence 1735130 1736622 Actinomyces 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
484872 Bacteria_16S 1739027 1739062 60 95 gi| 219878382 |ref|NR_025521.1| Actinomyces 
cardiffensis strain CCUG 44997 16S ribosomal RNA, partial sequence 1738160 1739681 Actinomyces 
cardiffensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 
484872 Bacteria_16S 1740591 1740626 60 95 gi|219878380|ref|NR_025519.1| Nocardiopsis halophila 
strain DSM 44494 16S ribosomal RNA, partial sequence 1739732 1741236 Nocardiopsis halophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
484872 Bacteria_16S 1743680 1743715 60 95 gi|219878378|ref|NR_025517.1| Nocardiopsis 
metallicus strain R2A 16S ribosomal RNA, partial sequence 1742831 1744318 Nocardiopsis metallicus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Nocardiopsis. 
484872 Bacteria_16S 1746706 1746741 60 95 gi|219878376|ref|NR_025515.1| Actinomadura 
namibiensis strain HAG 010767 16S ribosomal RNA, partial sequence 1745863 1747300 Actinomadura 
namibiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 
484872 Bacteria_16S 1760441 1760476 60 95 gi|219878365|ref|NR_025504.1| Brachybacterium 
sacelli strain LMG 20345 16S ribosomal RNA, partial sequence 1759669 1761073 Brachybacterium 
sacelli Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
484872 Bacteria_16S 1761962 1761997 60 95 gi|219878364|ref|NR_025503.1| Brachybacterium 
fresconis strain LMG 20336 16S ribosomal RNA, partial sequence 1761124 1762594 Brachybacterium 
fresconis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; 
Brachybacterium. 
484872 Bacteria_16S 1763484 1763519 60 95 gi|219878363|ref|NR_025502.1| Brachybacterium 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 1762645 1764116 Brachybacterium 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
484872 Bacteria_16S 1772340 1772375 60 95 gi|219878355|ref|NR_025494.1| Streptomyces arenae 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 1772983 Streptomyces arenae Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycineae; 
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95 gi| 219878342 |ref|NR_025481.1 
sequence 1789570 179108 

Bacillales; Bacillaceae; Virgibacillus. 
95 gi|219878336|ref|NR_025475.1 
quence 1798724 180016 

Actinomycetales; 
95 gi| 219878333 |ref|NR_025472.1 
complete sequence 1803341 180486 

Bacillaceae; Virgibacillus. 

95 gi| 219878332 |ref|NR_025471.1 
sequence 1804913 180639 
Actinomycetales; 

95 gi|219878331|ref|NR_025470.1 

occineae; Cellulomonadac 

95 gi|219878328|ref|NR_025467.1 


NR_025464.1 
cardineae; 
NR_025462.1 


crobacteriac 
NR_025461.1 


Micrococcin 
NR_025460.1 


crobacteriac 
NR_025455.1 
4 
Rhodocyclac 
NR_025451.1 
ales; Microc 
NR_025442.1 
4 
es; Actinomy 


NR_025438.1 
7 
Stre 


NR_025436.1 


; Corynebact 


219878295 


ref 


8 


partial sequence 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Curtobacterium. 
219878325 
43828 16S ribosomal RNA, partial sequence 18156 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 


Streptomyces 
1 Streptomyces 


Streptomycineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Halorhodospira 
6 Halorhodospira 


Ectothiorhodospiraceae; 


Blastococcus 
9 Blastococcus 


Frankineae; Geodermatophilaceae; 


Virgibacillus 
7 Virgibacillus 


Arthrobacter 
8 Arthrobacter 


Micrococcineae; Micrococcaceae; 


Virgibacillus 
2 Virgibacillus 


Oerskovia 
8 Oerskovia 


Micrococcineae; 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 


eae; Oerskovia. 
Curtobacterium 
1811040 1812516 


Kibdelosporangium 
osporangium aridum 


Pseudonocardiaceae; 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Curtobacterium 

4 Curtobacterium 

eae; Microbacteriaceae; 


Agreia pratensis 


50 Agreia pratensis Bacteria; 


eae; Agreia. 
Propionivibrio 

7 Propionivibrio 
eae; Propionivibrio. 
Gulosibacter 

7 Gulosibacter 
occineae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


NR_025434.1 


Corynebacterium 


testudinoris strain CCUG 41823 16S ribosomal RNA, partial sequence 1858220 1859701 Corynebacterium 


testudinoris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


484872 Bacteria_16S 
strain IMSNU 2200 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 
nasiphocae strain 
nasiphocae Bacter 


Arthrobacter. 


484872 Bacteria_16S 
halotolerans stra 
halotolerans Bact 


Nocardiopsaceae; 


484872 Bacteria_16S 


halophila strain 


halophila Bacteri 
Pseudonocardiacea 
484872 Bacteria_16S 
strain DSM 5651 1 
D 
484872 Bacteria_16S 
humiphilum strain 
humiphilum Bacter 
Intrasporangiacea 
484872 Bacteria_16S 
suimastitidis str 
suimastitidis Bac 


Proteobacteria; 


Actinomycetaceae; 


484872 Bacteria_16S 
strain CCUG 41709 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
484872 Bacteria_16S 
marimammalium str 
marimammalium Bac 


Actinomycetaceae; 


484872 Bacteria_16S 


strain DSM 13256, 
Thermotogae; 


strain L1/68 16S 
Proteobacteria; 


Actinomycetaceae; 


484872 Bacteria_16S 
paucivorans strai 
paucivorans Bacte 
Brevibacteriaceae 
484872 Bacteria_16S 
foliorum strain P 
foliorum Bacteria 


Microbacterium. 


484872 Bacteria_16S 
spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 
484872 Bacteria_16S 


strain CCUG 41706 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
484872 Bacteria_16S 


Ther 
484872 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 
484872 Bacteria_16S 
albidoflavus stra 
albidoflavus Bact 
Pseudonocardiacea 
484872 Bacteria_16S 


G 
484872 Bacteria_16S 
radicidentis stra 
radicidentis Bact 


1866788 1866823 60 95 gi 
4 16S ribosomal RNA, partial sequence 


2 


1874388 1874423 60 95 gi 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


2 


1877360 1877395 60 95 gi 
in DSM 44410 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Nocardiopsis. 

1886773 1886808 60 95 gi 
DSM 44411 16S ribosomal RNA, partial s 


2 
1 
7 
2 


e; Saccharomonospora. 
1896033 1896068 60 95 gi|2 
6S ribosomal RNA, partial sequence 1895 
eltaproteobacteria; Desulfobacterales; 
1900628 1900663 60 95 gi 
DSM 12362 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Ornithinimicrobium. 
1902017 1902052 60 95 gi 
ain CCUG 39276 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 
1907726 1907761 60 95 gi 
16S ribosomal RNA, partial sequence 


e; 


1910716 1910751 60 95 gi 
ain CCUG 41710 16S ribosomal RNA, part 
teria; Actinobacteria; Actinobacterida 
Actinomyces. 

1916796 1916831 60 95 gi 
16S ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
1924467 1924502 60 95 gi 
n LM 157 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Pseudonocardia. 

1926028 1926063 60 95 gi 
in IMSNU 22139 16S ribosomal RNA, part 
eria; Actinobacteria; Actinobacteridae 
e; Amycolatopsis. 

1927567 1927602 60 95 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1932225 1932260 60 95 gi 
in CCUG 36733 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

1938196 1938231 60 95 gi 
n CF 62 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Brevibacterium. 

1948911 1948946 60 95 gi 
333/02 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


e; 


ia 


a 
gi 


an 


ue 


, 


ue 
ti 


’ 


1950456 1950491 60 95 gi 
in LM 141 16S ribosomal RNA, partial s 
eria; Actinobacteria; Actinobacteridae 
e; Pseudonocardia. 


eq 


, 


1952024 1952059 60 95 gi 
16S ribosomal RNA, partial sequence 

no 
1953477 1953512 60 


95 gi 


s 
Ac 


eq 
a; Actinobacteria; Actinobacteridae; Act 


D 
219878263 
se 
Ac 
219878262 
ia 
219878258 
no: 


219878256 
ia 


219878250 


219878245 
qu 
Actinomyc 


219878244 


219878243 
1926697 19282 


219878240 


219878236 


Actinomyc 


219878229 


219878228 


219878227 


219878226 


19878290 
18659 


omonospori 


19878285 
equence 


19878283 


19878274 
uence 


19878267 
145 18966 
esulfoba 
quence 


tinomyce 


1 sequen 


19068 
mycineae 


1 sequen 


19159 


ence 


1 sequen 
Actinomy 


thomonad 


sequenc 
Actinomy 


nce 


nce 
nomyceta 


uence 
Actinomy 


19511 
mycineae 


tinomyce 


sequence 
Actinomy 


inomycet 


Actinomycet 


Actinomycet 


ref|NR_025429.1 
35 1867442 Asano 
neae; Micromono 
ref|NR_025424.1 
1873541 187493 


tales; Micrococ 


ref|NR_025422.1 
1876505 187800 
cetales; Strept 


ref|NR_025413.1 
1885917 188742 
ales 


v 


ref|NR_025406.1 
59 Desulfococcus 
cteraceae; Desul 
ref |NR_025402.1 

1899804 190110 
tales; Micrococc 


ref|NR_025401.1 
ce 1901160 190257 
ales; Actino 


ref |NR_025397.1 
68 1908267 Actino 
; Actinomycetace 
ref|NR_025395.1 
ce 1909867 191128 
ales; Actino 


ref|NR_025389.1 
11 1917433 Thermo 


ref|NR_025384.1 
1923611 192512 
etales; Pseudono 


ref |NR_025383.1 
ce 1925173 192664 
cetales; Pseudon 
ref|NR_025382.1 
aceae; Ignatzsch 
ref |NR_025379.1 
e 1931360 193276 
cetales; Actinom 


ref |NR_025375.1 
1937348 193875 
etales; Micrococ 


ref|NR_025368.1 
1948071 194955 
les; Micrococcin 


ref |NR_025367.1 
1949601 195111 
cetales; Pseudon 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025365.1 


auriscanis strain CCUG 39784 16S ribosomal RNA, partial sequence 
auriscanis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriacea 


e; Corynebacterium. 


a 


s 


c 


fe) 


Pseudonoca 


Asanoa ishikariensis 
ishikariensis Bacteria; 

poraceae; Asanoa. 
Arthrobacter 

6 Arthrobacter 

ineae; Micrococcaceae; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Ornithinimicrobium 
9 Ornithinimicrobium 
ineae; 


Actinomyces 
5 Actinomyces 
mycineae; 


Actinomyces catuli 
myces catuli Bacteria; 
ae; Actinomyces. 
Actinomyces 

2 Actinomyces 
mycineae; 


Thermosipho geolei 
sipho geolei Bacteria; 


Pseudonocardia 
2 Pseudonocardia 
cardineae; 


Amycolatopsis 
6 Amycolatopsis 


ocardineae; 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Actinomyces 
0 Actinomyces 
ycineae; 


Brevibacterium 
9 Brevibacterium 
cineae; 


Microbacterium 
0 Microbacterium 
eae; Microbacteriaceae; 


Pseudonocardia 
2 Pseudonocardia 


ocardineae; 


Actinomyces canis 


myces canis Bacteria; 


ae; Actinomyces. 


1952641 195404 


Corynebacterium 
7 Corynebacterium 


484872 Bacteria_16S 1954960 1954995 60 95 gi|219878225|ref|NR_025364.1| Actinomyces 
urogenitalis strain CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
urogenitalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

484872 Bacteria_16S 1957918 1957953 60 95 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

484872 Bacteria_16S 1959474 1959509 60 95 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

484872 Bacteria_16S 1979215 1979250 60 95 gi| 219878209 |ref|NR_025348.1| Desulfobacterium 
anilini strain Anil 16S ribosomal RNA, partial sequence 1978326 1979852 Desulfobacterium anilini 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
484872 Bacteria_16S 1980749 1980784 60 95 gi|219878208|ref|NR_025347.1| Arcanobacterium 
haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Arcanobacterium. 

484872 Bacteria_16S 1982319 1982354 60 95 gi| 219878207 |ref|NR_025346.1| Chondromyces robustus 
strain Cm al3 16S ribosomal RNA, partial sequence 1981436 1982973 Chondromyces robustus Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; Chondromyces. 

484872 Bacteria_16S 1983904 1983939 60 95 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

484872 Bacteria_16S 1985488 1985523 60 95 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 

484872 Bacteria_16S 2031031 2031066 60 95 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

484872 Bacteria_16S 2037120 2037155 60 95 gi|219878170|ref|NR_025309.1| Corynebacterium 
simulans strain UCL553 16S ribosomal RNA, partial sequence 2036284 2037751 Corynebacterium simulans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

484872 Bacteria_16S 2038674 2038709 60 95 gi| 219878169 |ref|NR_025308.1| Virgibacillus proomii 
strain LMG 12370 16S ribosomal RNA, partial sequence 2037802 2039307 Virgibacillus proomii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 

484872 Bacteria_16S 2054287 2054322 60 95 gi|219878155|ref|NR_025294.1| Streptomyces 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial sequence 2053442 2054919 Streptomyces 
stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 2055756 2055791 60 95 gi|219878154|ref|NR_025293.1| Streptomyces 
reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 2054970 2056387 Streptomyces 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 2057267 2057302 60 95 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 2066352 2066387 60 95 gi|219878146|ref|NR_025285.1| Micrococcus 
antarcticus strain T2 16S ribosomal RNA, partial sequence 2065512 2067008 Micrococcus antarcticus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
484872 Bacteria_16S 2099983 2100018 60 95 gi|219878122|ref|NR_025261.1| Nocardioides 
aquiterrae strain GW-9 16S ribosomal RNA, partial sequence 2099138 2100621 Nocardioides aquiterrae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Nocardioides. 

484872 Bacteria_16S 2103115 2103150 60 95 gi|219878118|ref|NR_025257.1| Desulfonauticus 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
484872 Bacteria_16S 2110669 2110704 60 95 gi|219873436|ref|NR_025250.1| Streptomyces humiferus 
strain DSM 43030 16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces humiferus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 2139451 2139486 60 95 gi|219857642|ref|NR_025231.1| Amycolatopsis 
palatopharyngis strain 1Bdz 16S ribosomal RNA, partial sequence 2138615 2140041 Amycolatopsis 
palatopharyngis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

484872 Bacteria_16S 2142405 2142440 60 95 gi|219857640|ref|NR_025229.1| Tenacibaculum 
skagerrakense strain D30 16S ribosomal RNA, partial sequence 2141553 2143017 Tenacibaculum 
skagerrakense Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacteriaceae; Tenacibaculum. 


484872 Bacteria_16S 
strain YIM 90001 


2150023 2150058 60 


484872 Bacteria_16S 2155946 2155981 60 


taiwanensis strain LS-293 16S ribosomal RNA, partial sequence 
Rubrobacteridae; 


taiwanensis Bacteria; Actinobacteria; 
Rubrobacteraceae; Rubrobacter. 
484872 Bacteria_16S 2157507 2157542 60 
strain YIM 90003 


Streptomonospora. 
484872 Bacteria_16S 2163511 2163546 60 
hydrothermalis strain AM13 16S 
hydrothermalis Bacteria; 
Desulfovibrio. 
484872 Bacteria_16S 


Proteobacteria; 


2166622 2166657 60 


chloroethenivorans strain SL-1 16S ribosomal RNA, partial 


ribosomal 


95 


95 


95 


16S ribosomal RNA, partial sequence 2156657 21581 
Actinobacteria; Actinobacteridae; Actinomycetales; 


95 


RNA, partial sequence 
Deltaproteobacteria; 


95 


gi| 219857635 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


gi| 219857631 


gi| 219857630 


Streptosporangineae; 


gi|219857626 


gi| 219857624 


Rubrobacterales; 


ref |NR_025224.1 


ref |NR_025220.1 


ref 


NR_025219.1 


ref|NR_025215.1 


ND 


ref|NR_025213.1 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Rubrobacter 


2155131 2156606 Rubrobacter 
Rubrobacterineae; 


Streptomonospora alba 


43 Streptomonospora alba Bacteria; 
Nocardiopsaceae; 


Desulfovibrio 


162629 2164163 Desulfovibrio 
Desulfovibrionales; 


Desulfovibrionaceae; 


Pseudonocardia 


sequence 2165786 2167229 Pseudonocardia 


chloroethenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Pseudonocardia. 
2168135 2168170 60 


Pseudonocardiaceae; 
484872 Bacteria_16S 


strain PK-Blue 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


484872 Bacteria_16S 2174203 2174238 60 


aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


aetherivorans Bacteria; 
Nocardiaceae; Rhodococcus. 
484872 Bacteria_16S 2190976 2191011 60 
fermentum strain Z-7984 
Bacteria; Firmicutes; 
484872 Bacteria_16S 
strain Z-7792 16S 
Firmicutes; Bacillales; 
484872 Bacteria_16S 


2192473 2192508 60 


2195439 2195474 60 


maanshanensis strain M712 16S ribosomal RNA, partial sequence 
maanshanensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococcus. 
484872 Bacteria_16S 2228729 2228764 60 
strain YIM 21741 


484872 Bacteria_16S 2236367 2236402 60 


thiodismutans strain MLF1 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


thiodismutans Bacteria; 
Desulfonatronum. 
484872 Bacteria_16S 


Proteobacteria; 


2246898 2246933 60 


puniciscabiei strain S77 16S ribosomal RNA, partial sequence 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 2248475 2248510 60 


luridiscabiei strain S63 16S ribosomal RNA, partial sequence 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 2253076 2253111 60 


95 


95 


95 


16S ribosomal RNA, partial sequence 21901 
Bacillales; Bacillaceae; Amphibacillus. 


95. 


ribosomal RNA, partial sequence 
Bacillaceae; Amphibacillus. 


95 


95 


16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


95 


95 


95 


95 


strain KS9 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


484872 Bacteria_16S 2257663 2257698 60 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 2260787 2260822 60 


thermospinosisporus strain AT10 16S ribosomal RNA, partial sequen 
thermospinosisporus Bacteria; Actinobacteria; Actinobacteridae; A 


Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 2270132 2270167 60 


azotonutricium strain ZAS-9 16S ribosomal RNA, partial 
Spirochaetales; 


azotonutricium Bacteria; 
484872 Bacteria_16S 


Spirochaetes; 
2309410 2309445 60 


strain DSM43926 16S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 


484872 Bacteria_16S 2324632 2324667 60 


strain LMG S-19264 16S ribosomal RNA, partial sequence 


95 


95 


95 


95 


95 


gi|219857623 
2167280 21687 


gi|219857619 


gi|219857605 


gi|219857604 
2191612 21930 


gi| 219857602 


gi| 219857580 


gi| 219857575 


Desu 


gi|219857568 


gi|219857567 


gi| 219857564 
2252243 22536 
Streptosporang 
gi| 219857561 


Actinomyc 


gi|219857559 


219857553 
sequence 
Spirochaet 
219857523 


gi 


gi 


Streptosporang 
gi| 219857513 


Actinomycetales; 


Actinomycetales; Strept 


Actinomycetales; Strept 


ref|NR_025212.1 
69 Streptomyces 


ref |NR_025208.1 
2173451 217485 


ref|NR_025193.1 


ref|NR_025192.1 
37 Amphibacillus 
ref|NR_025190.1 
194621 219603 


ND 


ref|NR_025168.1 
; Microbacteriac 
ref|NR_025163.1 

2235498 223697 
lfovibrionales; 


ref|NR_025152.1 
96 Nocardiopsis 
ineae; Nocardiop 
2256827 225829 
etales; 


ref|NR_025147.1 
ce 2259931 226145 
ctinomycetales; 


ref|NR_025141.1 

2269277 227073 
aceae; Treponema 
ref|NR_025111.1 


ineae; Streptosp 
ref|NR_025101.1 


Streptomyces speibonae 


speibonae Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Rhodococcus 
9 Rhodococcus 


Corynebacterineae; 


Amphibacillus 


08 2191561 Amphibacillus fermentum 


Amphibacillus tropicus 
tropicus Bacteria; 


Rhodococcus 
1 Rhodococcus 


Actinomycetales; Corynebacterineae; 


Agromyces aurantiacus 


53 Agromyces aurantiacus Bacteria; 


eae; Agromyces. 
Desulfonatronum 

8 Desulfonatronum 
Desulfonatronumaceae; 


Streptomyces 
5 Streptomyces 
omycineae; 


Streptomyces 
2 Streptomyces 


omycineae; 


Nocardiopsis composta 


composta Bacteria; 


saceae; Nocardiopsis. 
Streptomyces 
4 Streptomyces 


Streptomycineae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Treponema 
9 Treponema 


Nonomuraea turkmeniaca 


58 Nonomuraea turkmeniaca Bacteria; 


orangiaceae 7 Nonomuraea. 


Corynebacterium casei 


2323867 2325209 Corynebacterium casei 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


484872 Bacteria_16S 2329050 2329085 60 95 gi|219857510|ref|NR_025098.1| Microbacterium 
gubbeenense strain LMG S-19263 16S ribosomal RNA, partial sequence 2328328 2329644 Microbacterium 
gubbeenense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

484872 Bacteria_16S 2333640 2333675 60 95 gi| 219857507 |ref|NR_025095.1| Nocardiopsis 
xinjiangensis strain YIM 90004 16S ribosomal RNA, partial sequence 2332775 2334299 Nocardiopsis 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

484872 Bacteria_16S 2342606 2342641 60 95 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
484872 Bacteria_16S 2344117 2344152 60 95 gi|219857498|ref|NR_025086.1| Actinopolymorpha 
singaporensis strain IM 7744 16S ribosomal RNA, partial sequence 2343294 2344735 Actinopolymorpha 
singaporensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Actinopolymorpha. 

484872 Bacteria_16S 2347145 2347180 60 95 gi|219857496|ref|NR_025084.1| Arthrobacter 
sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 2346319 2347775 Arthrobacter 
sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

484872 Bacteria_16S 2348654 2348689 60 95 gi|219857495|ref|NR_025083.1| Arthrobacter 
methylotrophus strain TGA 16S ribosomal RNA, partial sequence 2347826 2349284 Arthrobacter 
methylotrophus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

484872 Bacteria_16S 2356267 2356302 60 95 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

484872 Bacteria_16S 2357801 2357836 60 95 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

484872 Bacteria_16S 2360840 2360875 60 95 gi|219857487|ref|NR_025075.1| Subtercola frigoramans 
strain K265 16S ribosomal RNA, partial sequence 2360002 2361474 Subtercola frigoramans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
484872 Bacteria_16S 2362358 2362393 60 95 gi| 219857486 |ref|NR_025074.1| Subtercola boreus 
strain K300 16S ribosomal RNA, partial sequence 2361525 2362991 Subtercola boreus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Subtercola. 
484872 Bacteria_16S 2401764 2401799 60 95 gi| 219857459 |ref|NR_025047.1| Nocardiopsis 
kunsanensis strain HA-9T 16S ribosomal RNA, partial sequence 2400924 2402372 Nocardiopsis 
kunsanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

484872 Bacteria_16S 2406354 2406397 53 95 gi|219857456|ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

484872 Bacteria_16S 2409446 2409481 60 95 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

484872 Bacteria_16S 2415681 2415716 60 95 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

484872 Bacteria_16S 2421862 2421897 60 95 gi|219857445|ref|NR_025033.1| Rhodococcus 
pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 2421026 2422502 Rhodococcus 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

484872 Bacteria_16S 2426452 2426487 60 95 gi|219857441|ref|NR_025029.1| Viridibacillus neidei 
strain BD-87 16S ribosomal RNA, partial sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

484872 Bacteria_16S 2438352 2438387 60 95 gi|219857429|ref|NR_025017.1| Nocardia beijingensis 
strain AS4.1521 16S ribosomal RNA, partial sequence 2437523 2438944 Nocardia beijingensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

484872 Bacteria_16S 2455169 2455204 60 95 gi|219857415|ref|NR_025003.1| Arthrobacter 
psychrolactophilus strain B7 16S ribosomal RNA, partial sequence 2454319 2455732 Arthrobacter 
psychrolactophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

484872 Bacteria_16S 2464076 2464111 60 95 gi| 219857407 |ref|NR_024995.1| Clostridium 
putrefaciens strain DSM 1291 16S ribosomal RNA, partial sequence 2463226 2464712 Clostridium 
putrefaciens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

484872 Bacteria_16S 2492757 2492792 60 95 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 


strain T1-X7 16S 


ribosomal RNA, partial sequence 


2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Intrasporangiaceae; Tetrasphaera. 


484872 Bacteria_16S 2494244 2494279 60 


95 gi 


219857387 


australiensis strain 109 16S ribosomal RNA, partial sequence 


australiensis Bacteria; Actinobacteria; Actinobacteridae; 


Intrasporangiaceae; 
484872 Bacteria_16S 
strain DNP505 16S 


Tetrasphaera. 
2497139 2497174 60 


484872 Bacteria_16S 
strain VKM Ac-942 
Bacteria; Actinobacteria; 
Nocardiopsis. 
484872 Bacteria_16S 2512432 2512467 60 
strain VKM Ac-1457 16S ribosomal 


2510925 2510960 60 


484872 Bacteria_16S 
pachnodae strain 
Bacteria; Actinobacteria; 


2513926 2513961 60 


Xylanimicrobium. 

484872 Bacteria_16S 2516952 2516987 60 95 gi 
chlorophenolicus strain A-6 16S ribosomal RNA, partial 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


Micrococcaceae; Arthrobacter. 
484872 Bacteria_16S 2518437 2518472 60 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


95 gi 


95 gi 


16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


95 gi 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


95 gi 


VPCX2 16S ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


95 gi 


219857385 


2496307 24977 


219857370 


219857369 


Streptosporangineae; 


219857368 


219857366 
sequence 


219857365 


yeochonensis strain CN 732 16S ribosomal RNA, partial sequence 


yeochonensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 2519983 2520018 60 


ATCC 700122 16S ribosomal RNA, partial sequence 
Coriobacteriales; 


Actinobacteria; Coriobacteridae; 
484872 Bacteria_16S 
capsulata strain 


2535158 2535193 60 


Nocardioidaceae; Friedmanniella. 
484872 Bacteria_16S 2552706 2552741 60 
albus strain JL 83 16S ribosomal RNA, 


Streptacidiphilus. 


484872 Bacteria_16S 2554267 2554302 60 


carbonis strain JL 415 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptacidiphilus. 


484872 Bacteria_16S 2574301 2574336 60 


95 gi 


95 gi 


95 gi 


complete sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


95 gi 


95 gi 


219857364 


2519150 25206 
Coriobacterineae; 


219857354 


Ben 108 16S ribosomal RNA, partial sequence 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Act 


219857342 


219857341 


complete sequence 25534 


219857285 


aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 


aminophilus Bacteria; 
Desulfovibrio. 
484872 Bacteria_16S 
spumicola strain 


Proteobacteria; 


2588129 2588164 60 


Nocardioidaceae; Friedmanniella. 
484872 Bacteria_16S 2606604 2606639 60 


burkinensis strain HDv 16S ribosomal RNA, partial sequence 


Bacteria; Proteobacteria; 


484872 Bacteria_16S 2609662 2609697 60 


Deltaproteobacteria; 


95 gi 


95 gi 


95 gi 


219857276 


Ben 107 16S ribosomal RNA, partial sequence 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Act 


219857264 
26057 


Deltaproteobacteria; Desulfovibrionales 


219857259 


thermoflava strain N1165 16S ribosomal RNA, partial sequence 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Amycolatopsis. 
484872 Bacteria_16S 2611235 2611270 60 
strain DSM 43194 


95 gi 


Actinomyc 


219857258 


16S ribosomal RNA, partial sequence 2610373 26118 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


484872 Bacteria_16S 
strain DSM 44262 


2612762 2612797 60 


95 gi 


219857257 


16S ribosomal RNA, partial sequence 2611942 26134 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 


484872 Bacteria_16S 2614352 2614387 60 


strain CVL 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


484872 Bacteria_16S 2628214 2628249 60 


halotolerans strain NN 16S ribosomal RNA, partial sequence 
Bacillaceae; 


Bacteria; Firmicutes; 
484872 Bacteria_16S 
pelophilus strain 


Bacillales; 
2646576 2646611 60 


484872 Bacteria_16S 2655508 2655543 60 


thomssenii strain DSM 


95 gi 


95 gi 
95 gi 


95 gi 


219857256 


2613469 26150 
Desulfovibrionaceae; 


219857246 
26273 


Gracilibacillus. 


219857227 


asp 66 16S ribosomal RNA, partial sequence 
pelophilus Bacteria; Proteobacteria; Betaproteobacteria; 


Rhodocyc 
219857221 


44276 16S ribosomal RNA, partial sequence 


Actinomycetales; 


Micrococcineae; 


Actinomycetales; 


Actinomycetales; 


inomycetales; 


Streptomycineae; 


Streptomycineae; 


Desulfovibrionales; De 


inomycetales; 


ref|NR_024975.1 


ref |NR_024973.1 


ref |NR_024958.1 


ref|NR_024957.1 


ref |NR_024956.1 


ref|NR_024954.1 
2516115 251756 


ref |NR_024953.1 
2517611 251909 


ref |NR_024952.1 
Coriobacteri 
ref |NR_024942.1 

2534307 253578 


ref|NR_024930.1 


ref |NR_024929.1 
13 2554923 Strept 
Str 


ref|NR_024916.1 
2573428 257495 


ref |NR_024907.1 
2587275 258874 


ref |NR_024895.1 
22 2607261 Desulf 
; Desulfovibrion 
ref |NR_024890.1 

2608828 261032 
etales; Pseudono 
ref |NR_024889.1 
eae; Pseudonocar 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024887.1 
09 Desulfovibrio 
Des 
ref |NR_024876.1 
22 2628862 Gracil 


ref|NR_024855.1 
2645713 264719 
lales; Rhodocycl 


Tetrasphaera 


2493400 2494869 Tetrasphaera 
Micrococcineae; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 
Nocardiaceae; 


Rhodococcus. 
Nocardiopsis trehalosi 


2510068 2511541 Nocardiopsis trehalosi 
Streptosporangineae; 


Nocardiopsaceae; 


Nocardiopsis tropica 


2511592 2513043 Nocardiopsis tropica Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Xylanimicrobium 


2513094 2514560 Xylanimicrobium pachnodae 
Promicromonosporaceae; 


Arthrobacter 
0 Arthrobacter 


Micrococcineae; 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


Slackia exigua strain 


14 Slackia exigua ATCC 700122 Bacteria; 


aceae; Slackia. 
Friedmanniella 
3 Friedmanniella 


Propionibacterineae; 


Streptacidiphilus 


2551853 2553362 Streptacidiphilus albus 
Streptomycetaceae; 


Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Desulfovibrio 
7 Desulfovibrio 
sulfovibrionaceae; 


Friedmanniella 
9 Friedmanniella 


Propionibacterineae; 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Amycolatopsis 

2 Amycolatopsis 
cardineae; 


Prauserella rugosa 


91 Prauserella rugosa Bacteria; 


diaceae; Prauserella. 
Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Gracilibacillus 
ibacillus halotolerans 


Propionivibrio 
7 Propionivibrio 
aceae; Propionivibrio. 


ref|NR_024849.1 
2654667 265613 


Corynebacterium 
8 Corynebacterium 


thomssenii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Corynebacteriaceae; Corynebacterium. 
484872 Bacteria_16S 2657025 2657060 60 


nitrophenolicus strain NSP 41 16S ribosomal RNA, partial 
nitrophenolicus Bacteria; Actinobacteria; Actinobacteridae; 


Nocardioidaceae; Nocardioides. 
484872 Bacteria_16S 2658549 2658584 60 
erythreum strain 


Nocardioidaceae; Aeromicrobium. 
484872 Bacteria_16S 2660071 2660106 60 
strain ATCC 39419 


Kribbella. 
484872 Bacteria_16S 
taberi strain DSM 


2667411 2667446 60 


Saccharopolyspora. 


484872 Bacteria_16S 2668926 2668961 60 


95 


95 


NRRL B-3381 16S ribosomal RNA, partial sequence 
erythreum Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


95 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


95 


95 


gi|219857219 


gi|219857218 


gi|219857217 


gi|219857212 


gi|219857211 


spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 


spinosa Bacteria; 
Pseudonocardiaceae; 
484872 Bacteria_16S 


Saccharopolyspora. 
2670459 2670494 60 


strain JCM 3151 16S ribosomal RNA, partial sequence 2669632 2671087 Microbispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Microbispora. 


484872 Bacteria_16S 2679583 2679618 60 


95 


95 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219857210 


gi|219857203 


juripiscarius strain IS40-3 16S ribosomal RNA, partial sequence 


juripiscarius Bacteria; 
484872 Bacteria_16S 
silvatica strain 


Firmicutes; 
2692992 2693027 60 


Bacillales; 


95 


TT 00-51 16S ribosomal RNA, partial sequence 


Bacillaceae; 
gi| 219857193 


sequence 2 
Actin 


ref 


ref 


omycetales; 


ales; 


NR_024847.1 
656189 26576 


NR_024846.1 


Nocardioides 


63 Nocardioides 
Propionibacterineae; 


Aeromicrobium 


2657714 2659187 Aeromicrobium 
Propionibacterineae; 


Streptosporangineae; 


Lentibacillus. 


ref|NR_024845.1| Kribbella sandramycini 


2659238 2660707 Kribbella sandramycini 
Propionibacterineae; 


Nocardioidaceae; 


ref |NR_024840.1] Saccharopolyspora 


43856 16S ribosomal RNA, partial sequence 2666599 2668066 Saccharopolyspora taberi 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


ref|NR_024839.1] Saccharopolyspora 
2668117 2669581 Saccharopolyspora 

Pseudonocardineae; 

ref |NR_024838.1| Microbispora mesophila 

mesophila Bacteria; 

Streptosporangiaceae; 


NR_024831.1| Lentibacillus 
2678696 2680219 Lentibacillus 


ref|NR_024821.1] Planotetraspora 
2692168 2693639 Planotetraspora 


silvatica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


Streptosporangiaceae; 
484872 Bacteria_16S 


Planotetraspora. 
2720003 2720038 60 


yamanashiensis strain IFM 0265 16S ribosomal RNA, partial 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Nocardia. 
484872 Bacteria_16S 2724590 2724625 60 


95 


95 


gi|219857175 


gi|219857172 


strain K97-0003 16S ribosomal RNA, partial sequence 2723739 27252 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 


484872 Bacteria_16S 2727682 2727717 60 


hydrogeniphila strain 29W 16S ribosomal RNA, partial sequence 


95 


gi|219857169 


hydrogeniphila Bacteria; Aquificae; Aquificales; Hydrogenothermac 


484872 Bacteria_16S 2739645 2739688 53 


95 


gi|219857161 


narugense strain Na82 16S ribosomal RNA, partial sequence 27388 


Bacteria; Firmicutes; 
484872 Bacteria_16S 


Clostridia; 
2745576 2745611 60 


Al1-17B 16S ribosomal RNA, partial sequence 


Actinobacteridae; 


484872 Bacteria_16S 2746975 2747010 60 


baikonurensis strain Al-22 16S ribosomal RNA, partial sequence 
baikonurensis Bacteria; Actinobacteria; Actinobacteridae; 


Nocardiaceae; Rhodococcus. 
484872 Bacteria_16S 2751335 2751370 60 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 
malaysiensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Microtetraspora. 
484872 Bacteria_16S 2752829 2752864 60 
sphaerica strain 


Thermoanaerobacterales; 


95 


2744758 2746095 Ro 
Actinomycetales; Micrococcineae; Micrococcaceae 


95 


95 


95 


JCM 9374 16S ribosomal RNA, partial sequence 


gi| 219857157 


gi| 219857156 


gi] 219857152 


Actinomy 


gi|219857151 


sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


Streptosporangiaceae; 
484872 Bacteria_16S 


Planomonospora. 
2754325 2754360 60 


95 


gi|219857150 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 27549 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
484872 Bacteria_16S 
terrae strain IFO 


2760389 2760424 60 


95 


Streptosporang 


gi| 219857146 


15668 16S ribosomal RNA, partial sequence 27595 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 


Actinokineospora. 
484872 Bacteria_16S 


2767860 2767895 60 


95 


sequenc 
Actinomycetales; 


thi 


Actinomycetales; 


ref|NR_024803.1| Nocardia 
e 2719156 2720654 Nocardia 
Corynebacterineae; 


ref|NR_024800.1| Longispora albida 
14 Longispora albida Bacteria; 


ref|NR_024797.1| Persephonella 
2726822 2728328 Persephonella 

eae; Persephonella. 

ref|NR_024789.1| Thermodesulfobium 

10 2740172 Thermodesulfobium narugense 


Thermodesulfobiaceae; Thermodesulfobium. 


ref|NR_024785.1| Rothia aeria strain 


a aeria Bacteria; Actinobacteria; 
; Rothia. 
ref|NR_024784.1] Rhodococcus 


2746146 2747493 Rhodococcus 
Corynebacterineae; 


ref|NR_024780.1| Microtetraspora 
2750506 2751949 Microtetraspora 
cetales; Streptosporangineae; 


ref|NR_024779.1| Planomonospora 
2752000 2753445 Planomonospora 
ales; Streptosporangineae; 


ref|NR_024778.1| Planomonospora alba 
39 Planomonospora alba Bacteria; 
ineae; Streptosporangiaceae; 


ref|NR_024774.1| Actinokineospora 
56 2761026 Actinokineospora terrae 
donocardineae; Actinosynnemataceae; 


gi| 219857139 


ref|NR_024767.1| Dietzia 


psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Dietziaceae; Dietzia. 


484872 Bacteria_16S 
venezuelae strain 


Streptomycetaceae; 
484872 Bacteria_16S 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 2774619 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


484872 Bacteria_16S 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


484872 Bacteria_16S 


albofaciens strain JCM 4342 16S ribosomal RNA, partial 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
484872 Bacteria_16S 


2772440 2772475 60 


JCM 4526 16S ribosomal RNA, partial sequence 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


2773975 2774010 60 


2775513 2775548 60 


2777050 2777085 60 


2784516 2784551 60 


95 gi|219857136|ref|NR_024764.1 


Actinomycetales; 


95 gi|219857135|ref|NR_024763.1 


95 gi|219857133|ref|NR_024761.1 


95 219857132 
sequence 


Actinomycetales; 


gi ref|NR_024760.1 


95 gi|219857127|ref|NR_024755.1 


Streptomyces 


2771601 2773083 Streptomyces 
Streptomycineae; 


Streptomyces peucetius 


peucetius Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 
Streptomycineae; Streptomycetaceae; 


Streptomyces. 
Streptomyces 


2776208 2777696 Streptomyces 
Streptomycineae; 


Okibacterium 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 2785168 Okibacterium 


fritillariae Bacteria; Actinobacteria; Actinobacteridae; 
Okibacterium. 


Microbacteriaceae; 
484872 Bacteria_16S 


rectilineatus strain IFO 13941 16S ribosomal RNA, partial 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; 


2796455 2796490 60 


Micromonosporaceae; Actinoplanes. 


484872 Bacteria_16S 
minutisporangium 


2797977 2798012 60 


strain IFO 15962 16S ribosomal RNA, partial sequence 


Actinomycetales; 


95 gi|219857119|ref|NR_024747.1 


Actinomycetales; 


95 gi|219857118|ref|NR_024746.1 


279714 


Micrococcineae; 


Actinoplanes 


sequence 2795622 2797094 Actinoplanes 
Micromonosporineae; 


Cryptosporangium 
5 2798614 


Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Frankineae; 
484872 Bacteria_16S 
strain IFO 12513 


Cryptosporangiaceae; Cryptosporangium. 


2799498 2799533 60 


16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes 


95 gi|219857117|ref|NR_024745.1 


Actinoplanes lobatus 


lobatus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


484872 Bacteria_16S 
strain IFO 13911 


484872 Bacteria_16S 
strain IFO 14915 


484872 Bacteria_16S 
strain IFO 12512 


484872 Bacteria_16S 


derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; 


2801021 2801056 60 


16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 


2802542 2802577 60 


16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 


2804063 2804098 60 


16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


2805585 2805620 60 


Micromonosporaceae; Actinoplanes. 


484872 Bacteria_16S 


2 
consettensis strain IFO 14913 16S ribosomal RNA, partial 
consettensis Bacteria; Actinobacteria; Actinobacteridae; 


2807107 2807142 60 


Micromonosporaceae; Actinoplanes. 


484872 Bacteria_16S 


2 
campanulatus strain IFO 12511 16S ribosomal RNA, partial 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; 


2808629 2808664 60 


Micromonosporaceae; Actinoplanes. 


484872 Bacteria_16S 


amylolyticum strain MBIC4355 16S ribosomal RNA, partial sequence 
amylolyticum Bacteria; Bacteroidetes; Flavobacteria; Flavobacteriales; Flavobacte 


484872 Bacteria_16S 


strain Lp2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


484872 Bacteria_16S 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
484872 Bacteria_16S 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
484872 Bacteria_16S 
parontospora subsp. 


Actinomycetales; 
484872 Bacteria_16S 


2811629 2811664 60 


2814604 2814639 60 


2819163 2819198 60 


Planomonospora. 
2820656 2820691 60 


2822150 2822185 60 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 
Streptosporangineae; 


2826659 2826694 60 


Streptosporangiaceae; 


95 gi|219857116|ref|NR_024744.1 


95 gi|219857115|ref|NR_024743.1 


95 gi|219857114|ref|NR_024742.1 
Micromonos 
ref|NR_024741.1 

2804752 280622 


Actinomycetales; Micromo 


95 gi| 219857113 


95 19857112|ref|NR_024740.1 
sequence 2806275 280774 


Actinomycetales; Micromo 


gi 


95 19857111|ref|NR_024739.1 
sequence 2807796 280926 


Actinomycetales; Micromo 


gi 


95 gi| 219857109 |ref|NR_024737.1 


2810779 281222 


95 gi| 219857107 |ref|NR_024735.1 


2813767 2815209 Tetrasphaera 


Intrasporangia 

95 gi|219856911|ref|NR_024732.1 
sequence 2818334 281977 
Actinomycetales; Strept 

95 gi|219856910|ref|NR_024731.1 


Streptosporangineae; Streptosp 


95 219856909 | ref 


gi NR_024730.1 
partial sequen 
antibiotica Bacteria; Actinobacteria; 


Planomonospora. 


95 gi 


Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes humidus 


humidus Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes digitatis 


digitatis Bacteria; 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 
nosporineae; 


Tenacibaculum 
2 Tenacibaculum 
riaceae; Tenacibaculum. 
Tetrasphaera elongata 


elongata Bacteria; 


ceae; Tetrasphaera. 
Planomonospora 

7 Planomonospora 
osporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


219856906|ref|NR_024727.1 


Sporichthya polymorpha 


strain IFO 12702 16S ribosomal RNA, partial sequence 2825825 2827296 Sporichthya polymorpha Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 


Sporichthyaceae; Sporichthya. 


484872 Bacteria_16S 2828230 2828265 60 95 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 


strain IHB1 16S ribosomal RNA, partial sequence 2827347 2828849 Thermosipho japonicus Bacteria; 
Thermotogae; Thermotogales; Thermotogaceae; Thermosipho. 
484872 Bacteria_16S 2829733 2829768 60 95 gi|219856904|ref|NR_024725.1| Catenuloplanes crispus 


strain JCM 9312 16S ribosomal RNA, partial sequence 2828900 2830339 Catenuloplanes crispus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catenuloplanes. 
484872 Bacteria_16S 2831232 2831267 60 95 gi|219856903|ref|NR_024724.1| Streptomyces 
kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 2830390 2831877 Streptomyces 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 2832770 2832805 60 95 gi|219856902|ref|NR_024723.1| Streptomyces albulus 
strain IMC S-0802 16S ribosomal RNA, partial sequence 2831928 2833415 Streptomyces albulus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 2838818 2838853 60 95 gi|219856898|ref|NR_024717.1| Agromyces bracchium 
strain IFO 16238 16S ribosomal RNA, partial sequence 2837959 2839469 Agromyces bracchium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

484872 Bacteria_16S 2840378 2840413 60 95 gi|219856897|ref|NR_024716.1| Agromyces luteolus 
strain IFO 16235 16S ribosomal RNA, partial sequence 2839520 2841012 Agromyces luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

484872 Bacteria_16S 2843408 2843443 60 95 gi|219856895|ref|NR_024714.1| Kitasatospora 
cineracea strain SK-3255 16S ribosomal RNA, complete sequence 2842551 2844065 Kitasatospora 
cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 
484872 Bacteria_16S 2891346 2891381 60 95 gi|219856862|ref|NR_024681.1| Actinoplanes 
capillaceus strain K95-5561 16S ribosomal RNA, partial sequence 2890502 2891958 Actinoplanes 
capillaceus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 


484872 Bacteria_16S 2894391 2894426 60 95 gi|219856860|ref|NR_024679.1| Mycetocola lacteus 
strain CM-10 16S ribosomal RNA, partial sequence 2893553 2894997 Mycetocola lacteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

484872 Bacteria_16S 2895886 2895921 60 95 gi|219856859|ref|NR_024678.1| Mycetocola saprophilus 
strain CM-01 16S ribosomal RNA, partial sequence 2895048 2896491 Mycetocola saprophilus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Mycetocola. 

484872 Bacteria_16S 2897380 2897415 60 95 gi|219856858|ref|NR_024677.1| Mycetocola 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 2896542 2897985 Mycetocola 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Mycetocola. 
484872 Bacteria_16S 2898869 2898904 60 95 gi| 219856857 |ref|NR_024676.1| Micropruina 
glycogenica strain Lg2 16S ribosomal RNA, partial sequence 2898036 2899473 Micropruina glycogenica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; 
Micropruina. 
484872 Bacteria_16S 2900383 2900418 60 95 gi|219856856|ref|NR_024675.1| Zimmermannella bifida 
strain IAM 14848 16S ribosomal RNA, partial sequence 2899524 2901010 Zimmermannella bifida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
484872 Bacteria_16S 2901918 2901953 60 95 gi|219856855|ref|NR_024674.1| Leucobacter albus 
strain IAM 14851 16S ribosomal RNA, partial sequence 2901061 2902546 Leucobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
484872 Bacteria_16S 2903455 2903490 60 95 gi|219856854|ref|NR_024673.1| Zimmermannella alba 
strain IFO 15616 16S ribosomal RNA, partial sequence 2902597 2904077 Zimmermannella alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Pseudoclavibacter. 
484872 Bacteria_16S 2938370 2938405 60 95 gi|219856831|ref|NR_024650.1| Actinoalloteichus 
cyanogriseus strain IFO 14455 16S ribosomal RNA, partial sequence 2937540 2939007 Actinoalloteichus 
cyanogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Actinoalloteichus. 
484872 Bacteria_16S 2939888 2939923 60 95 gi|219856830|ref|NR_024649.1| Lentzea albida strain 
IFO 16102 16S ribosomal RNA, partial sequence 2939058 2940528 Lentzea albida Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; Lentzea. 
484872 Bacteria_16S 2941411 2941446 60 95 gi|219856829|ref|NR_024648.1| Virgisporangium 
aurantiacum strain YU438-5 16S ribosomal RNA, partial sequence 2940579 2942047 Virgisporangium 
aurantiacum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
484872 Bacteria_16S 2942927 2942962 60 95 gi|219856828|ref|NR_024647.1| Virgisporangium 
ochraceum strain YU655-43 16S ribosomal RNA, partial sequence 2942098 2943563 Virgisporangium 
ochraceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Virgisporangium. 
484872 Bacteria_16S 2944442 2944477 60 95 gi| 219856827 |ref|NR_024646.1| Sporichthya 
brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 2943614 2945079 Sporichthya 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Sporichthyaceae; 
Sporichthya. 
484872 Bacteria_16S 2955010 2955045 60 95 gi|219856820|ref|NR_024639.1| Gordonia rhizosphera 
strain IFO 16068 16S ribosomal RNA, partial sequence 2954180 2955654 Gordonia rhizosphera Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


484872 Bacteria_16S 2956527 2956562 60 95 gi|219856819|ref|NR_024638.1| Microbacterium 
ketosireducens strain IFO 14548 16S ribosomal RNA, partial sequence 2955705 2957114 Microbacterium 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

484872 Bacteria_16S 2957985 2958020 60 95 gi|219856818|ref|NR_024637.1| Microbacterium 
saperdae strain IFO 15038 16S ribosomal RNA, partial sequence 2957165 2958571 Microbacterium 
saperdae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

484872 Bacteria_16S 2959446 2959481 60 95 gi|219856817|ref|NR_024636.1| Microbacterium 
luteolum strain IFO 15074 16S ribosomal RNA, partial sequence 2958622 2960061 Microbacterium 
luteolum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

484872 Bacteria_16S 2968647 2968682 60 95 gi|219846945|ref|NR_026537.1| Microlunatus 
phosphovorus strain NM-1 16S ribosomal RNA, partial sequence 2967820 2969287 Microlunatus 
phosphovorus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Microlunatus. 

484872 Bacteria_16S 2970175 2970210 60 95 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

484872 Bacteria_16S 2977811 2977846 60 95 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 2979343 2979378 60 95 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 2980878 2980913 60 95 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 2986989 2987024 60 95 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

484872 Bacteria_16S 2988515 2988550 60 95 gi|219846931|ref|NR_026523.1| Skermania piniformis 
strain IFO 15059 16S ribosomal RNA, partial sequence 2987680 2989156 Skermania piniformis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Skermania. 

484872 Bacteria_16S 3006825 3006860 60 95 gi|219846919|ref|NR_026511.1| Frigoribacterium faeni 
strain 801 16S ribosomal RNA, partial sequence 3005987 3007453 Frigoribacterium faeni Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Frigoribacterium. 
484872 Bacteria_16S 3011235 3011270 60 95 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

484872 Bacteria_16S 3012793 3012828 60 95 gi|219846915|ref|NR_026507.1| Marmoricola 
aurantiacus strain BC361 16S ribosomal RNA, partial sequence 3011945 3013441 Marmoricola 
aurantiacus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Marmoricola. 

484872 Bacteria_16S 3044671 3044706 60 95 gi|219846892|ref|NR_026484.1| Rarobacter 
faecitabidus strain YLM-1 16S ribosomal RNA, partial sequence 3043846 3045309 Rarobacter 
faecitabidus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Rarobacteraceae; Rarobacter. 

484872 Bacteria_16S 3046203 3046238 60 95 gi|219846891|ref|NR_026483.1| Ornithinicoccus 
hortensis strain HKI 0125 16S ribosomal RNA, partial sequence 3045360 3046851 Ornithinicoccus 
hortensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinicoccus. 

484872 Bacteria_16S 3050746 3050781 60 95 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

484872 Bacteria_16S 3052286 3052321 60 95 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

484872 Bacteria_16S 3055397 3055432 60 95 gi| 219846885 |ref|NR_026477.1| Propionivibrio 
dicarboxylicus strain CreMall 16S ribosomal RNA, partial sequence 3054533 3056028 Propionivibrio 
dicarboxylicus Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Propionivibrio. 

484872 Bacteria_16S 3068827 3068862 60 95 gi|219846876|ref|NR_026468.1| Microbacterium 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partial sequence 3067998 3069460 Microbacterium 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 


; Microbacterium. 


484872 Bacteria_16S 


strain TA68 16S r 


strain TAGA27 16S 


confusum strain D 


3092874 3092909 60 


3094393 3094428 60 


3097525 3097560 60 


Corynebacteriaceae; Corynebacterium. 


484872 Bacteria_16S 


strain F98.3HR69 


3098975 3099010 60 


3103419 3103454 60 


95 


ibosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
484872 Bacteria_16S 


95 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
484872 Bacteria_16S 
MMZ 2439 16S ribosomal RNA, partial sequence 
confusum Bacteria; 


95 


95 


95 


gi|219846860 


3092041 30935 


gi|219846859 


3093562 30950 


gi|219846857 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi|219846856 


16S ribosomal RNA, partial sequence 3098122 30995 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
484872 Bacteria_16S 


gi| 219846853 


gifhornensis strain HR1-2 16S ribosomal RNA, partial sequence 


gifhornensis Bact 


strain ATCC 25470 


Actinobacteria; Actinoba 
484872 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


484872 Bacteria_16S 
MMZ 2415 16S ribosomal RNA, partial sequence 
; Actinobacteria; Actinobacteridae; Actinomycetales; 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


484872 Bacteria_16S 


strain HK1 0089 1 


falsenii CCUG 336 
Bacteria; Actinob 
Corynebacterium. 


484872 Bacteria_16S 


strain DSM 44267 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


484872 Bacteria_16S 
IBS B52218 16S ribosomal RNA, partial sequence 
a; Actinobacteria; Actinobacteridae; Act 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


484872 Bacteria_16S 
rain CCUG 35717 16S ribosomal RNA, partial sequence 319961 
M 44385 Bacteria; Actinobacteria; Actinobacteridae; 


kroppenstedtii st 
kroppenstedtii DS 
Corynebacteriacea 


484872 Bacteria_16S 


Verrucosispora. 
3104934 3104969 60 
16S ribosomal 


3115450 3115485 60 


eria; Actinobacteria; Actinobacteridae; 
Micromonosporaceae; 
484872 Bacteria_16S 


95 


RNA, partial sequence 
cteridae; Actinomycetales; 


95 


gi|219846852 


gi|219846845 


DMMZ 1710 16S ribosomal RNA, partial sequence 


3120046 3120081 60 


e; Corynebacterium. 
3133420 3133455 60 


3148482 3148517 60 
51 16S 
acteria; 


3153074 3153109 60 
3175950 3175985 60 
n DMMZ 


e; Corynebacterium. 
3179047 3179082 60 


e; Corynebacterium. 
3200464 3200499 60 


e; Corynebacterium. 
3201903 3201938 60 


a; Actinobacteria; Actinobacteridae; Act 


95 


95 


95 


ribosomal RNA, partial sequence 
Actinobacteridae; Actinomycetales; 


95 


95 


95 


95 


95 


gi| 219846842 


gi| 219846833 


6S ribosomal RNA, partial sequence 3132587 31340 
Actinobacteria; Actinoba 
484872 Bacteria_16S 


gi| 219846823 


gi|219846820 


16S ribosomal RNA, partial sequence 3152235 31537 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 
484872 Bacteria_16S 


gi| 219846804 


2278 16S ribosomal RNA, partial sequence 
ria; Actinobacteria; Actinobacteridae; 


gi|219846802 


gi|219846788 


gi| 219846787 


strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 32024 


Corynebacterium. 


484872 Bacteria_16S 


3204871 3204906 60 


95 


strain HA2P 16S ribosomal RNA, partial sequence 


Spirochaetes; Spi 


484872 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


484872 Bacteria_16S 
ain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 320851 
teria; Actinobacteria; Actinobacteridae; 


sundsvallense str 
sundsvallense Bac 
Corynebacteriacea 


484872 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


484872 Bacteria_16S 
imitans strain 2023 16S ribosomal RNA, partial sequence 


rochaetales; 
3206365 3206400 60 


S-8 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


3207890 3207925 60 


e; Corynebacterium. 
3213863 3213898 60 
train DSM 44291 


e; Corynebacterium. 
3215386 3215421 60 


Spirochaetaceae; Treponema. 


95 


95 


95 


95 


gi|219846785 
3204032 32054 


gi|219846784 
32055 


gi|219846783 


gi|219846778 


16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


gi|219846777 


Actinomycetales; 


3104098 3105578 Strept 
Streptomycineae; Streptomycetaceae; 


inomycetales; 


3147642 3149116 Coryne 


Corynebacterineae; C 


Actinomycetales; 


inomycetales; 


Corynebacterineae; C 


Actinomycetales; 


Actinomycetales; 


ref|NR_026452.1 


ref|NR_026451.1 


ref|NR_026449.1 
3096668 309807 


ref|NR_026448.1 


ref |NR_026445.1 


102586 310404 


Ww 


ref|NR_026444.1 


ref |NR_026437.1 
3114620 311608 
Micrococci 


ref|NR_026434.1 
3119211 312059 
Corynebacte 


ref |NR_026425.1 


ref|NR_026415.1 


ref|NR_026412.1 


ref |NR_026396.1 
3175122 317658 
Coryneba 


ref|NR_026394.1 
3178210 317953 
Corynebact 


ref|NR_026380.1 


Actinomyceta 
ref |NR_026379.1 
Corynebacte 


ref |NR_026377.1 


ref |NR_026376.1 
25 3207001 Coryne 


ref |NR_026375.1 


Coryne 


ref |NR_026370.1 
321302 


Cory 


Kocuria rhizophila 


11 Kocuria rhizophila Bacteria; 
Micrococcineae; Micrococcaceae; 


Kocuria. 
Kocuria palustris 


28 Kocuria palustris Bacteria; 
Micrococcineae; Micrococcaceae; 


Kocuria. 
Corynebacterium 
1 Corynebacterium 


Corynebacterineae; 


Arthrobacter rhombi 


44 Arthrobacter rhombi Bacteria; 


Arthrobacter. 
Verrucosispora 
7 Verrucosispora 


Micromonosporineae; 


Streptomyces lydicus 

omyces lydicus Bacteria; 

Streptomyces. 
Microbacterium 

0 Microbacterium 

neae; Microbacteriaceae; 


Corynebacterium 
3 Corynebacterium 


rineae; 


Demetria terragena 


43 Demetria terragena Bacteria; 
cteridae; Actinomycetales; Micrococcineae; Dermacoccaceae 


; Demetria. 
Corynebacterium 
bacterium falsenii 
orynebacteriaceae; 


Terracoccus luteus 


13 Terracoccus luteus Bacteria; 


ceae; Terracoccus. 
Corynebacterium 

0 Corynebacterium 

cterineae; 


Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium 
4 3201013 Corynebacterium 


les; Corynebacterineae; 


Corynebacterium phocae 


50 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


riaceae; 


Treponema amylovorum 


74 Treponema amylovorum Bacteria; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
9 Corynebacterium 
bacterineae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


ref|NR_026369.1 


Corynebacterium 


3214549 3216020 Corynebacterium imitans 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 


Corynebacterium. 


484872 Bacteria_16S 


strain CCUG 32789 
Bacteria; Actinob 
Actinomyces. 


484872 Bacteria_16S 


strain DSM 11140 


griseocarneus str 
griseocarneus Bac 
Streptomycetaceae 


484872 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


484872 Bacteria_16S 


strain DSM 43678 


strain DSM 43311 
Actinobacteria; A 
Microtetraspora. 


484872 Bacteria_1 


3224553 3224588 60 95 gi 
A 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetal 


3225988 3226023 60 95 gi 
oc 
3236659 3236694 60 95 gi 
ain DSM 40004 16S ribosomal RNA, compl 
teria; Actinobacteria; Actinobacterida 
Streptomyces. 

3242745 3242780 60 95 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


et 
e; 


v 


qu 


, 


3250203 3250238 60 95 gi 
Stre 
gi 


pt 


6S 3251703 3251738 60 95 


ctinobacteridae; Actinomycetales; Stre 


pt 


6S 3253207 3253242 60 95 gi 


219846771 
32236 
Acti 


es; 


219846770 
16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 


219846759 


ence 


219846754 
16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 
484872 Bacteria_1 


219846752 


strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 32538 


Actinobacteria; A 
Actinomadura. 


484872 Bacteria_1 


ctinobacteridae; Actinomycetales; Strept 


6S 3254705 3254740 60 95 gi 


219846751 


strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 32553 


Actinobacteria; A 
Actinomadura. 


484872 Bacteria_16S 


lucentensis strai 
lucentensis Bacte 
Nocardiopsaceae; 


484872 Bacteria_16S 


strain DSM 40297 
Actinobacteria; A 


484872 Bacteria_16S 


strain DSM 43377 
Actinobacteria; A 


484872 Bacteria_16S 


dassonvillei subs 


Nocardiopsis dassonvillei subsp. 


Actinomycetales; 


484872 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


484872 Bacteria_16S 


strain Z-7591 16S 
Spirochaetes; Spi 


484872 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


484872 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 
484872 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


484872 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 


Dactylosporangium. 


ctinobacteridae; Actinomycetales; Strept 
3256211 3256246 60 95 gi 
n DSM 44048 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 


3257724 3257759 60 


s 


95 gi 


ctinobacteridae; Actinomycetales; 
3259236 3259271 60 95 


Stre 
gi 


pt 


ctinobacteridae; Actinomycetales; Stre 
3260746 3260781 60 95 gi 
albirubida strain DSM 40465 16S rib 


pt 


p- os 


Streptosporangineae; Nocardiopsaceae; No 
3315437 3315472 60 95 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

3318483 3318518 60 95 
ribosomal RNA, partial sequence 


Spirochaet 


gi 


484872 Bacteria_16S 


219846750 


equence 


Actinomyc 


219846749 
16S ribosomal RNA, partial sequence 3256883 32583 
osporang 
219846748 
16S ribosomal RNA, partial sequence 3258396 32598 
osporang 
219846747 
omal RNA, 
albirubida Bacteria; Actinobacteria; Actinobacteridae; 


cardiops 


219846710 
3314589 33160 


a. 


219846708 
3317638 33191 


strain DSM 43039 16S ribosomal RNA, partial sequence 3331343 33328 


Actinobacteria; A 


484872 Bacteria_16S 


ctinobacteridae; Actinomycetales; Microm 


onospori 


3333687 3333722 60 95 gi 


219846696 


occineae 
219846763 
e sequen 
Actinomycet 


Desulfov 


osporang 
219846753 
16S ribosomal RNA, partial sequence 3250880 32523 
osporang 


osporang 


osporang 


ref |NR_026363.1 


nomy 


ref|NR_026362.1 


; Intrasporangi 
ref |NR_026355.1 
ce 3235806 323732 
ales; Strep 


ref |NR_026351.1 
3241884 324339 
ibrionales; Des 
ref |NR_026346.1 


inea 
ref 


e; Streptos 
NR_026345.1 


ineae; Streptosp 


ref 


NR_026344.1 


ineae; Thermomon 
ref |NR_026343.1 
21 Actinomadura 
ineae; Thermomon 
ref |NR_026342.1 

3255372 325683 
etales; Streptos 


ref|NR_026341.1 
45 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026340.1 
56 Nocardiopsis 
ineae; Nocardiop 
ref |NR_026339.1 
partial sequen 


is. 


ref|NR_026302.1 


ref|NR_026300.1 


; Micromonos 
NR_026288.1 


neae 
ref 


89 3225098 Actino 
cineae; Acti 


t 


u 


Actinomyces europaeus 
myces europaeus 
nomycetaceae; 


Janibacter limosus 


21 Janibacter limosus Bacteria; 
a 


ceae; Janibacter. 
Streptomyces 

0 Streptomyces 

omycineae; 


Desulfovibrio 
3 Desulfovibrio 


lfovibrionaceae; 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
p 


orangiaceae; Nonomuraea. 
Microtetraspora glauca 


28 Microtetraspora glauca Bacteria; 


orangiaceae; 


Actinomadura kijaniata 


26 Actinomadura kijaniata Bacteria; 


osporaceae; 


Actinomadura madurae 


madurae Bacteria; 


osporaceae; 
Nocardiopsis 
2 Nocardiopsis 


porangineae; 


Nocardiopsis listeri 


listeri Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis alba 


alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
ce 3259907 3261367 


Spirochaeta africana 


62 Spirochaeta africana Bacteria; 


Spirochaeta asiatica 


06 Spirochaeta asiatica Bacteria; 


rochaetales; Spirochaetaceae; Spirochaeta. 
3324569 3324604 60 95 gi|219846702|ref|NR_026294.1| Dactylosporangium 
SM 43823 16S ribosomal RNA, partial sequence 3323723 3325198 Dactylosporangium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Dactylosporangium. 
3326096 3326131 60 95 gi|219846701|ref|NR_026293.1| Dactylosporangium 
43916 16S ribosomal RNA, partial sequence 3325249 3326720 Dactylosporangium roseum 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
3327617 3327652 60 95 gi|219846700|ref|NR_026292.1| Dactylosporangium 
ain DSM 43810 16S ribosomal RNA, partial sequence 3326771 3328239 Dactylosporangium 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
e; Dactylosporangium. 
3329136 3329171 60 95 gi|219846699|ref|NR_026291.1| Dactylosporangium 
43917 16S ribosomal RNA, partial sequence 3328290 3329764 Dactylosporangium fulvum 
acteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
3332192 3332227 60 95 gi|219846697|ref|NR_026289.1| Pilimelia anulata 


10 Pilimelia anulata Bacteria; 


poraceae; Pilimelia. 
Actinoplanes regularis 


strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 


484872 Bacteria_16S 3335181 3335216 60 95 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
484872 Bacteria_16S 3341222 3341257 60 95 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
484872 Bacteria_16S 3342749 3342784 60 95 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
484872 Bacteria_16S 3344268 3344303 60 95 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
484872 Bacteria_16S 3345796 3345831 60 95 gi| 219846687 |ref|NR_026279.1| Micromonospora 
aurantiaca DSM 43813 16S ribosomal RNA, partial sequence 3344950 3346425 Micromonospora aurantiaca 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
484872 Bacteria_16S 3347322 3347357 60 95 gi|219846686|ref|NR_026278.1| Micromonospora 
halophytica DSM 43171 16S ribosomal RNA, partial sequence 3346476 3347951 Micromonospora halophytica 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
484872 Bacteria_16S 3348848 3348883 60 95 gi| 219846685 |ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
484872 Bacteria_16S 3351905 3351940 60 95 gi|219846683|ref|NR_026275.1| Agrococcus jenensis 
strain DSM 9580 16S ribosomal RNA, partial sequence 3351066 3352538 Agrococcus jenensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agrococcus. 
484872 Bacteria_16S 3354992 3355027 60 95 gi|219846680|ref|NR_026272.1| Brachybacterium 
tyrofermentans strain CNRZ 926 16S ribosomal RNA, complete sequence 3354134 3355645 Brachybacterium 
tyrofermentans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
484872 Bacteria_16S 3356552 3356587 60 95 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 
484872 Bacteria_16S 3358115 3358150 60 95 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
484872 Bacteria_16S 3359679 3359714 60 95 gi|219846677|ref|NR_026269.1| Brachybacterium 
alimentarium strain CNRZ 925 16S ribosomal RNA, partial sequence 3358821 3360332 Brachybacterium 
alimentarium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 
484872 Bacteria_16S 3367327 3367362 60 95 gi|219846672|ref|NR_026264.1| Streptosporangium 
longisporum strain DSM 43180 16S ribosomal RNA, partial sequence 3366504 3367953 Streptosporangium 
longisporum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
484872 Bacteria_16S 3368827 3368862 60 95 gi|219846671|ref|NR_026263.1| Streptosporangium 
claviforme strain DSM 44127 16S ribosomal RNA, partial sequence 3368004 3369448 Streptosporangium 
claviforme Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
484872 Bacteria_16S 3370323 3370358 60 95 gi|219846670|ref|NR_026262.1| Streptosporangium 
carneum strain DSM 44125 16S ribosomal RNA, partial sequence 3369499 3370948 Streptosporangium 
carneum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Streptosporangiaceae; Streptosporangium. 
484872 Bacteria_16S 3371822 3371857 60 95 gi|219846669|ref|NR_026261.1| Streptosporangium 
album strain DSM 43023 16S ribosomal RNA, partial sequence 3370999 3372445 Streptosporangium album 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosporangiaceae; 
Streptosporangium. 


484872 Bacteria_16S 3377916 3377951 60 95 gi|219846664|ref|NR_026256.1| Kytococcus sedentarius 
strain M17C 16S ribosomal RNA, partial sequence 3377063 3378542 Kytococcus sedentarius Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 

484872 Bacteria_16S 3396021 3396056 60 95 gi|219846648|ref|NR_026240.1| Promicromonospora 


citrea strain DSM 43110 16S ribosomal RNA, partial sequence 3395198 3396650 Promicromonospora citrea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Promicromonospora. 
484872 Bacteria_16S 3397526 3397561 60 95 gi| 219846647 |ref|NR_026239.1| Oerskovia enterophila 
strain DSM 43852 16S ribosomal RNA, partial sequence 3396701 3398151 Oerskovia enterophila Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Oerskovia. 


484872 Bacteria_16S 3399051 3399086 60 95 gi| 219846646 |ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

484872 Bacteria_16S 3400585 3400620 60 95 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

484872 Bacteria_16S 3402111 3402146 60 95 gi|219846644|ref|NR_026236.1| Arthrobacter oxydans 
strain DSM 20119 16S ribosomal RNA, partial sequence 3401264 3402749 Arthrobacter oxydans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

484872 Bacteria_16S 3403651 3403686 60 95 gi|219846643|ref|NR_026235.1| Arthrobacter ilicis 
strain DSM 20138 16S ribosomal RNA, partial sequence 3402800 3404285 Arthrobacter ilicis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

484872 Bacteria_16S 3405181 3405216 60 95 gi|219846642|ref|NR_026234.1| Arthrobacter 
histidinolovorans strain DSM 20115 16S ribosomal RNA, partial sequence 3404336 3405815 Arthrobacter 
histidinolovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Micrococcaceae; Arthrobacter. 


484872 Bacteria_16S 3406707 3406742 60 95 gi|219846641|ref|NR_026233.1| Arthrobacter aurescens 
strain DSM 20116 16S ribosomal RNA, partial sequence 3405866 3407345 Arthrobacter aurescens Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

484872 Bacteria_16S 3412855 3412890 60 95 gi|219846636|ref|NR_026228.1| Actinomyces viscosus 
strain NCTC 10951 16S ribosomal RNA, partial sequence 3412006 3413422 Actinomyces viscosus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
484872 Bacteria_16S 3417271 3417306 60 95 gi|219846633|ref|NR_026225.1]| Actinomyces 
hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 3416416 3417841 Actinomyces 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

484872 Bacteria_16S 3430639 3430674 60 95 gi|219846624|ref|NR_026216.1| Corynebacterium 
matruchotii strain CIP 81.82 16S ribosomal RNA, partial sequence 3429781 3431124 Corynebacterium 
matruchotii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

484872 Bacteria_16S 3432012 3432047 60 95 gi|219846623|ref|NR_026215.1| Corynebacterium 
amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 3431175 3432575 Corynebacterium 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

484872 Bacteria_16S 3433460 3433495 60 95 gi|219846621|ref|NR_026213.1| Corynebacterium 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Corynebacterium xerosis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

484872 Bacteria_16S 3434818 3434853 60 95 gi|219846620|ref|NR_026212.1| Corynebacterium 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 3435373 Corynebacterium 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

484872 Bacteria_16S 3436251 3436286 60 95 gi|219846619|ref|NR_026211.1| Corynebacterium auris 
strain DZZM 328 16S ribosomal RNA, partial sequence 3435424 3436752 Corynebacterium auris Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

484872 Bacteria_16S 3448290 3448325 60 95 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 3449857 3449892 60 95 gi|219846610|ref|NR_026202.1| Streptomyces caelestis 
strain NRRL 2418 16S ribosomal RNA, complete sequence 3449003 3450520 Streptomyces caelestis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; 
Streptomyces. 

484872 Bacteria_16S 3452991 3453026 60 95 gi|219846608|ref|NR_026200.1| Micrococcus lylae 


strain DSM 20315 
Actinobacteria; A 


484872 Bacteria_16S 


strain DSM 20032 
Actinobacteria; A 


484872 Bacteria_16S 


strain DSM 20550 
Actinobacteria; A 


484872 Bacteria_16S 


strain DSM 20541 
Actinobacteria; A 


484872 Bacteria_16S 


protophormiae str 
protophormiae Bac 
Micrococcaceae; A 


16S ribosomal RNA, partial sequence 3452140 34536 


484872 Bacteria_16S 


nicotinovorans st 


rain DSM 420 16S ribosomal RNA, 


11 Micrococcus lylae Bacteria; 


ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 

3454518 3454553 60 95 gi|219846607|ref|NR_026199.1| Kocuria kristinae 
16S ribosomal RNA, partial sequence 3453662 3455136 Kocuria kristinae Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

3456047 3456082 60 95 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

3457576 3457611 60 95 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
ctinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 

3459070 3459105 60 95 gi|219846603|ref|NR_026195.1| Arthrobacter 
ain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
rthrobacter. 

3460591 3460626 60 95 gi|219846602|ref|NR_026194.1| Arthrobacter 


complete sequence 3459743 3461210 Arthrobacter 


nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


484872 Bacteria_16S 


strain DSM 20546 


3462111 3462146 60 95 gi 


3463634 3463669 60 95 gi 


Micrococcaceae; Arthrobacter. 


484872 Bacteria_16S 


strain DSM 20545 


Arthrobacter. 


484872 Bacteria_16S 
strain DSM 20117 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 


crystallopoietes 
crystallopoietes 


3465157 3465192 60 95 gi 


3466680 3466715 60 95 gi 
DSM 20123 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
3468202 3468237 60 


95 gi 


Micrococcaceae; Arthrobacter. 


484872 Bacteria_16S 


strain DSM 20133 


Arthrobacter. 


484872 Bacteria_16S 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
484872 Bacteria_16S 


strain DSM 4954 1 


marinonascens Bac 
Nocardiaceae; Rho 


484872 Bacteria_16S 


strain 6843 DSM 1 


denticolens strai 
denticolens Bacte 
Actinomycetaceae; 


484872 Bacteria_16S 


strain NCTC 11636 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
484872 Bacteria_16S 


strain DSM 40089 


bikiniensis strai 
bikiniensis Bacte 
Streptomycetaceae 


484872 Bacteria_16S 


strain DSM 3133 1 


mashuensis strain 
mashuensis Bacter 
Streptomycetaceae 


484872 Bacteria_16S 


municipale strain 
municipale Bacter 
Pseudonocardiacea 


484872 Bacteria_16S 


strain DSM 44070 
Bacteria; Actinob 
Thermocrispum. 


3469728 3469763 60 95 gi 


3471246 3471281 60 95 gi 


ria; Actinobacteria; Actinobacteridae; 


3474291 3474326 60 
16S ribosomal RNA, 


95 gi 
complete sequence 
3475814 3475849 60 


95 gi 


3477340 3477375 60 95 gi 


dococcus. 


3478891 3478926 60 95 gi 


3480343 3480378 60 95 gi 
ria; Actinobacteria; Actinobacteridae; 
Actinomyces. 

3481821 3481856 60 95 gi 
16S ribosomal RNA, partial sequence 
3484836 3484871 60 


95 gi 


3486403 3486438 60 95 gi 
ria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


3487969 3488004 60 


, 


95 gi 


3491032 3491067 60 95 gi 
DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 

3494116 3494151 60 95 gi 
DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Thermocrispum. 
3495495 3495530 60 
16S ribosomal RNA, 


v 


95 gi 
complete sequence 


484872 Bacteria_16S 


3497034 3497069 60 95 gi 


train DSM 20136 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 


n DSM 20124 16S ribosomal RNA, partial 


ain DSM 43752 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 


Stre 


acteria; Actinobacteridae; Actinomycet 


219846601 


16S ribosomal RNA, partial sequence 3461261 34627 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 
polychromogenes s 
polychromogenes B 


oc 

219846600 
ti 
dae; 


219846599 


16S ribosomal RNA, partial sequence 3464306 34657 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 
nicotianae strain 
nicotianae Bacter 


oc 
219846598 

sequence 

Ac 


219846597 
rt 
idae; 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 
globiformis strai 
globiformis Bacte 


oc 
219846595 
sequence 


219846593 

34734 
ne 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
484872 Bacteria_16S 
marinonascens str 


ne 

219846591 
al 
e; 


219846590 


6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
484872 Bacteria_16S 
n NCTC 11490 16S ribosomal RNA, partia 


no 

219846589 
1 
Actinomyc 


219846588 

34809 
no: 
219846586 


16S ribosomal RNA, partial sequence 3483983 34854 
Actinobacteria; Actinobacteridae; Actinomycetales; 
484872 Bacteria_16S 
n DSM 40581 16S ribosomal RNA, partial 


pt 

219846585 
sequence 

Actinomyc 


219846584 


6S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_16S 


ococcineae 
219846582 
sequence 
Actinomyce 


219846580 
sequence 
Actinomyce 


219846579 
34946 
Pseu 


ales; 


219846578 


glomerans strain DSM 20642 16S ribosomal RNA, partial sequence 
glomerans PW2 Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 


Coriobacteriaceae 


Coriobacterium. 


’ 


occineae 


al seque 
Actin 


occineae 


tinomyce 


ial sequ 
Acti 


occineae 


Actinomyc 


bacterin 


bacterin 


sequenc 
Actinomycet 


mycineae 


sequence 


mycineae; 


omycinea 


ref|NR_026193.1 
33 Arthrobacter ramosus Bacteria; 

; Micrococcaceae; Arthrobacter. 
ref|NR_026192.1] Arthrobacter 

nce 3462784 3464255 Arthrobacter 
omycetales; Micrococcineae; 


Arthrobacter ramosus 


, 


ref|NR_026191.1 
79 Arthrobacter 
Micrococcacea 


Arthrobacter pascens 
pascens Bacteria; 
Arthrobacter. 
Arthrobacter 

1 Arthrobacter 

ineae; Micrococcaceae; 


v 


tale 


Arthrobacter 
2 3468823 Arthrobacter 
rococcineae; 


ref 

ence 

nomycetales 

Arthrobacter citreus 

citreus Bacteria; 

e; Arthrobacter. 
Arthrobacter 

2 Arthrobacter 

cineae; Micrococcaceae; 


ref|NR_026188.1 
48 Arthrobacter 
Micrococcacea 


6 
c 


Rhodococcus ruber 
occus ruber Bacteria; 


ref Ea 
44 3474924R c 
eae; Nocardi ae; Rhodococcus. 
ref|NR_026184.1|] Rhodococcus globerulus 
47 Rhodococcus globerulus Bacteria; 

eae; Nocardiaceae; Rhodococcus. 
ref|NR_026183.1] Rhodococcus 

e 3476498 3477971 Rhodococcus 

ales; Corynebacterineae; 


ref|NR_026182.1| Actinomyces georgiae 
43 Actinomyces georgiae Bacteria; 
; Actinomycetaceae; Actinomyces. 
ref|NR_026181.1| Actinomyces 

3479494 3480915 Actinomyces 
etales; Actinomycineae; 


ref|NR_026180.1 
66 3482380 Actino 
; Actinomycetace 
ref|NR_026178.1 
99 Streptomyces galbus Bacteria; 
e; Streptomycetaceae; Streptomyces. 
ref|NR_026177.1| Streptomyces 
3485550 3487066 Streptomyces 
etales; Streptomycineae; 


Actinomyces howellii 
myces howellii Bacteria; 
ae; Actinomyces. 
Streptomyces galbus 


ref|NR_026176.1| Actinotalea fermentans 

02 Actinotalea fermentans Bacteria; 

Cellulomonadaceae; Actinotalea. 

Streptomyces 

3 Streptomyces 

tale cineae; 

ref 
3493260 3 

tale 


Thermocrispum 
8 Thermocrispum 
ardineae; 


ref|NR_026171.1 
39 3496156 Thermo 
donocardineae; P 


Thermocrispum agreste 
crispum agreste 
seudonocardiaceae; 


ref|NR_026170.1| Coriobacterium 
3496207 3497641 Coriobacterium 


484872 Bacteria_16S 
strain ATCC 51856 


484872 Bacteria_16S 
strain DSM 43045 


484872 Bacteria_16S 
strain DSM 20145 


484872 Bacteria_16S 
testaceum strain 


Microbacterium. 
484872 Bacteria_16S 


2 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
484872 Bacteria_16S 
imperiale strain 
imperiale Bacteria; 
Microbacterium. 
484872 Bacteria_16S 


lacticum strain DSM 20427 
Actino 


lacticum Bacteria; 
Microbacterium. 
484872 Bacteria_16S 


strain DSM 7485 16S ribos 
Actinobacteria; Actinobac 


484872 Bacteria_16S 


DSM 2053 
Actin 


3498547 3498582 60 


3504465 3504500 60 


3505993 3506028 60 


3507510 3507545 60 


3509031 3509066 60 


3510553 3510588 60 


3512075 3512110 60 


3513601 3513636 60 


3515125 3515160 60 


95 


95 


95 


95 


95 


95 


95 


95 


95 


gi 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


gi 


219846577 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846572 


16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


219846571 


DSM 20166 16S ribosomal RNA, partial sequence 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Act 


19846570 


219846569 


0 16S ribosomal RNA, partial sequence 
obacteria; Actinobacteridae; Act 


219846568 


16S ribosomal RNA, partial sequence 
bacteria; Actinobacteridae; Actinomycetales; 


219846567 


omal RNA, partial sequence 3512760 35142 
teridae; Actinomycetales; Micrococcineae; 


219846566 


strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 35157 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


484872 Bacteria_16S 
strain DSM 20542 


484872 Bacteria_16S 
strain DSM 20528 


484872 Bacteria_16S 


3516643 3516678 60 


3518165 3518200 60 


3521255 3521290 60 


95 


95 


95 


gi 


gi 


gi 


219846565 


16S ribosomal RNA, partial sequence 3515805 35172 
Actinobacteria; Actinobacteridae; 


219846564 


16S ribosomal RNA, partial sequence 3517327 35187 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


219846562 


acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 


acidigallici Bacteria; 
Pelobacter. 
484872 Bacteria_16S 


Proteobacteria; 


3524285 3524320 60 


95 


Deltaproteobacteria; 


gi 


Desul 


219846560 


gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 


gregorii Bacteria; 
Pseudonocardiaceae; 
484872 Bacteria_16S 


3602307 3602342 60 


95 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharopolyspora. 


19846505 


2 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 
7 


hyovaginalis Bacteria; Actinobacteria; Actinobacteridae 
Actinomyces. 


Actinomycetaceae; 
484872 Bacteria_16S 


3638388 3638423 60 


95 


gi 


Actinomy 


219846480 


thermocarboxydus strain AT37 16S ribosomal RNA, partial sequence 


thermocarboxydus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
484872 Bacteria_16S 


3639940 3639975 60 


95 


gi 


Acti 


219846479 


thermocarboxydovorans strain AT52 16S ribosomal RNA, partial sequ 
thermocarboxydovorans Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
484872 Bacteria_16S 


Streptomyces. 


3641509 3641544 60 


95 


gi 


219846478 


paracochleata strain M-13 16S ribosomal RNA, partial sequence 


paracochleata Bacteria; Actinobacteria; Actinobacteridae; 
Kitasatospora. 


Streptomycetaceae; 
484872 Bacteria_16S 


mediocidica strain IFO 14789 16S ribosomal RNA, partial 


3643034 3643069 60 


95 


gi 


mediocidica Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
484872 Bacteria_16S 


strain OS-3256 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


484872 Bacteria_16S 


Kitasatospora. 


3644566 3644601 60 


3712786 3712821 60 


95 


95 


gi 


219846477 
sequence 
Actinomyc 


219846476 


3643713 36451 
Streptomycinea 


gi 


219846428 


inomycetales; 


Actinomycetales; 


inomycetales; 


Actinomycetales; 


ref|NR_026169.1 


ref|NR_026165.1 
ref 


NR_026164.1 


ref|NR_026163.1 
3506673 350814 


ref |NR_026162.1 
3508192 350966 


ref |NR_026161.1 
3509716 351118 


ref|NR_026160.1 
3511236 351270 


ref|NR_026159.1 
33 Rathayibacter 
Microbacteriac 
ref |NR_026158.1 
54 Rathayibacter 
Microbacteriac 
ref|NR_026157.1 


Microbacteriac 


ref|NR_026156.1 


Microbacteriac 


furomonadales; P 


ref 2 
3523483 352488 
Pseudonocar 


ref |NR_026097.1 
3601450 360294 


ref|NR_026072.1 
3637554 363905 
nomycetales; Str 


ref|NR_026071.1 
ence 363910 
Actinomycetales 


ref|NR_026070.1 
3640656 364213 
Strept 


ref|NR_026069.1 
3642181 364366 
etales; Streptom 


ref|NR_026068.1 
93 Kitasatospora 
e; Streptomyceta 
ref|NR_026019.1 


Actinomyces radingae 


3497692 3499120 Actinomyces radingae Bacteria; 
Actinomycetaceae; Actinomyces. 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 
Microbacteriaceae; 


Agromyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


Microbacterium. 
Microbacterium 
1 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Microbacterium 
5 Microbacterium 


Micrococcineae; 


Microbacterium 
5 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Microbacterium 
9 Microbacterium 


Micrococcineae; Microbacteriaceae; 


Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 
Actinomycetales; Micrococcineae; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Pelobacter 

2 Pelobacter 
elobacteraceae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Actinomyces 
5 Actinomyces 


cetales; Actinomycineae; 


Streptomyces 
3 Streptomyces 
eptomycineae; 


Streptomyces 
4 3640605 Streptomyces 
; Streptomycineae; 


Kitasatospora 
0 Kitasatospora 
omycineae; 


Kitasatospora 
2 Kitasatospora 
ycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 


Actinoplanes 


auranticolor strain 253 16S ribosomal RNA, partial sequence 3711982 3713392 Actinoplanes auranticolor 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Actinoplanes. 


484872 Bacteria_16S 


philippinensis strain P-15 16S ribosomal RNA, partial sequence 
philippinensis Bacteria; Actinobacteria; Actinobacteridae; 


3714247 3714282 60 


Micromonosporaceae; Actinoplanes. 


484872 Bacteria_16S 


verrucosospora strain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
484872 Bacteria_16S 


rugatobispora strain IFO 14382 16S ribosomal RNA, partial 
rugatobispora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
484872 Bacteria_16S 


strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinomadura. 
484872 Bacteria_16S 
luteofluorescens 
luteofluorescens 
Thermomonosporaceae; 
484872 Bacteria_16S 
libanotica strain 


Thermomonosporaceae; 
484872 Bacteria_16S 
strain IFO 14679 


Actinomadura. 
484872 Bacteria_16S 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
484872 Bacteria_16S 
subsp. 
subsp. 


3724845 3724880 60 


Actinomadura. 
3726306 3726341 60 


Actinomadura. 
3727759 3727794 60 


3729213 3729248 60 


strain 04745 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacteridae; 


Actinomadura. 
3730668 3730703 60 


IFO 14095 16S ribosomal RNA, partial 
libanotica Bacteria; Actinobacteria; Actinobacteridae; 


Actinocorallia. 
3732125 3732160 60 


16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3733587 3733622 60 


Actinomadura. 
3735042 3735077 60 


aerata strain P132 16S ribosomal RNA, partial sequence 
aerata Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; Microbispora. 


484872 Bacteria_16S 
strain IFO 14097 


484872 Bacteria_16S 
strain IFO 14525 


484872 Bacteria_16S 
strain IFO 14345 


484872 Bacteria_16S 
niveoalba strain 


Microtetraspora. 
484872 Bacteria_16S 
strain T/457 16S 


Microtetraspora. 
484872 Bacteria_16S 


strain 104 


484872 Bacteria_16S 
strain IFO 13155 


484872 Bacteria_16S 
strain IFO 14745 


484872 Bacteria_16S 


michiganensis subspecies tessellarius strain 78181 16S 


3736503 3736538 60 


16S ribosomal RNA, partial sequence 3735706 37371 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3737963 3737998 60 


16S ribosomal RNA, partial sequence 3737165 37385 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3739427 3739462 60 


16S ribosomal RNA, partial sequence 3738628 37400 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3740892 3740927 60 


Mt-3 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3742356 3742391 60 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3745283 3745318 60 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3746744 3746779 60 


16S ribosomal RNA, partial sequence 3745947 37473 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3748207 3748242 60 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 


3769271 3769306 60 


95 gi|219846427 


95 219846418 


sequence 


gi 


95 gi|219846417 


95 gi| 219846416 


95 gi| 219846415 


95 219846414 


sequence 


gi 


95 gi|219846413 


95 gi| 219846412 


95 gi|219846411 


95 gi| 219846410 
Streptosporang 
95 gi| 219846409 
Streptosporang 


95 gi| 219846408 


95 219846407 
37400 


Stre 


gi 


95 gi| 219846406 
3741557 37429 


Streptosporang 


95 gi| 219846404 
3744485 37458 
Streptosporang 


95 gi|219846403 


Streptosporang 

95 gi|219846402 

Streptosporang 

95 gi| 219846385 
ribosomal 


Actinomycetales; 


Actinomycetales; 


sequence 3725501 372690 


Actinomycetales; 


Streptosporangineae; 


sequence 


Actinomycetales; 


Actinomycetales; 


Streptosporangineae; 


Actinomycetales; 


Actinomycetales; 


Streptosporangineae; 


ref |NR_026018.1 
3713443 371485 
Micro 


ref|NR_026009.1 
3724040 372545 


ref|NR_026008.1 


Strept 


ref |NR_026007.1 
59 Actinomadura 
Thermomon 


ref|NR_026006.1 
3728410 372981 
Str 


ref|NR_026005.1 
3729869 373127 
Streptosp 


ref|NR_026004.1 
31 Actinomadura 
Thermomon 


ref|NR_026003.1 
3732782 373419 
Strepto 


ref|NR_026002.1 

3734241 373565 
Strept 
ref|NR_026001.1 


ineae; 
ref|NR_026000.1 


ineae; Streptosp 


ref|NR_025999.1 


ref|NR_025998.1 
ptosporangineae 
ref|NR_025997.1 
ineae; 
ref|NR_025995.1 


ineae; 
ref|NR_025994.1 


ineae; 
ref |NR_025993.1 


ineae; 
ref |NR_025976.1 
RNA, 


partial sequence 


Actinoplanes 
3 Actinoplanes 
monosporineae; 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


Actinomadura 
6 Actinomadura 
osporangineae; 


Actinomadura macra 


macra Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
eptosporangineae; 


Actinocorallia 
2 Actinocorallia 


orangineae; 


Actinomadura coerulea 


coerulea Bacteria; 


osporaceae; 


Actinomadura 
0 Actinomadura 
sporangineae; 


rosea 
rosea 


Microbispora 
5 Microbispora 
osporangineae; 


Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Microtetraspora 


91 3741506 Microtetraspora niveoalba 
7 


Streptosporangiaceae; 


Microtetraspora fusca 


69 Microtetraspora fusca Bacteria; 
Streptosporangiaceae; 


Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
Streptosporangiaceae; Nonomuraea. 


Clavibacter 
3768438 3769927 


Clavibacter michiganensis subsp. tessellarius Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
484872 Bacteria_16S 
brockii subsp. 


484872 Bacteria_16S 


Micrococcineae; Microbacteriaceae; 


3883198 3883233 60 


finnii strain AKo-1 16S ribosomal RNA, partial seq 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 


3901623 3901658 60 


Thermoanaerobacteraceae; 


Clavibacter. 
95 gi| 219846307 
finnii Bacteria; 
Thermoanaerobact 


Firmicutes; 


ref|NR_025897.1 
uence 
Clostridia; 
er. 


95 gi| 219846294 


Thermoanaerobacter 


3882338 3883860 


ref|NR_025884.1 


Herbidospora cretacea 


strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora cretacea Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Herbidospora. 


484872 Bacteria_ 
strain ATCC 19812 
Actinobacteria; Actinobacteridae; Actinomycetales; 
484872 Bacteria_ 
strain ATCC 25495 
Bacteria; Actinob 


Streptomyces. 


484872 Bacteria_ 
eurythermus strai 
eurythermus Bacte 
Streptomycetaceae 
484872 Bacteria_ 
neyagawaensis str 
neyagawaensis Bac 
Streptomycetaceae 
484872 Bacteria_ 
diastatochromogen 
diastatochromogen 
Streptomycetaceae 


16S 3919650 3919685 60 


16S ribosomal RNA, 


95 gi 
complete sequence 
16S 3921231 3921266 60 95 gi 
16S ribosomal RNA, complete sequence 


16S 3922812 3922847 60 95 
n ATCC 14975 16S ribosomal RNA, 
ria; Actinobacteria; Actinobacteridae; 
; Streptomyces. 

16S 3924392 3924427 60 95 
ain ATCC 27449 16S ribosomal RNA, 
teria; Actinobacteria; Actinobacterida 
; Streptomyces. 

16S 3925973 3926008 60 


gi 


gi 


95 gi 


es Bacteria; Actinobacteria; Actinobac 
Streptomyces. 


, 


Stre 


acteria; Actinobacteridae; Actinomycet 


comple 


comp 


es strain ATCC 12309 16S ribosomal RNA, 


pt 
al 


es; 


te 


le 
e; 


te 


219846281 
39187 
omycinea 
219846280 
39203 
Stre 


219846279 
sequenc 
Actinomyc 


219846278 
te seque 
Actinomycet 


219846277 
complete 
ridae; Actin 


Streptosporangineae; 


ref 
87 3 
e; 
ref 


ref 


ref 


nce 


ref 


s 


67 3921897 Strep 
ptomycineae; 


e 3921948 39234 
etal 


seq 


NR_025871.1 
920316 Strep 
treptomycet 
NR_025870.1 


st 
NR_025869.1 


es; Strepto: 
NR_025868.1 

39235 
ales; Strep 
NR_025867.1 
uence 392511 
omycetales; 


t 
a 


be 


xr 


7 
mycineae; 


2 
t 


Streptosporangiaceae; 


Streptomyces tendae 
omyces tendae Bacteria; 
ceae; Streptomyces. 

Streptomyces sampsonii 
omyces sampsonii 
eptomycetaceae; 


Streptomyces 
8 Streptomyces 


Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 
Streptomycineae; 


484872 Bacteria_16S 3927553 3927588 60 95 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 3929134 3929169 60 95 gi|219846275|ref|NR_025865.1| Streptomyces scabiei 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces scabiei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 3979206 3979241 60 95 gi|219846239|ref|NR_025829.1| Cytophaga aurantiaca 
strain NCIMB 8628 16S ribosomal RNA, partial sequence 3978437 3979693 Cytophaga aurantiaca Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Cytophaga. 

484872 Bacteria_16S 4004458 4004493 60 95 gi|219846222|ref|NR_025812.1| Pontibacillus 
chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 4003594 4005020 Pontibacillus 
chungwhensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Pontibacillus. 

484872 Bacteria_16S 4011960 4011995 60 95 gi|219846215|ref|NR_025805.1| Janibacter melonis 


strain CM2104 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_ 
strain NRRL B-163 
Bacteria; Actinob 
484872 Bacteria_ 
strain NRRL B-161 
Bacteria; Actinob 
484872 Bacteria_ 
lechevalierae str 
lechevalierae Bac 


Glycomycetaceae; 


484872 Bacteria_ 
stackebrandtii st 
stackebrandtii Ba 
484872 Bacteria_ 
strain JC2056 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Prop 
484872 Bacteria_ 
ganghwensis strai 
ganghwensis Bacte 


Nocardioidaceae; 


484872 Bacteria_ 
strain JC1078 16S 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
484872 Bacteria_ 
alkalitolerans st 
alkalitolerans Ba 
C 
484872 Bacteria_ 


Micrococcaceae; 


strain YIM 90010 


484872 Bacteria_ 


ribosomal RNA, partial sequence 
16S 4031710 4031745 60 95 gi 
27 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
16S 4033260 4033295 60 95 gi 
53 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 
16S 4034814 4034849 60 95 gi 
ain NRRL B-16149 16S ribosomal RNA, pa 
teria; Actinobacteria; Actinobacterida 
Glycomyces. 

16S 4043838 4043873 60 95 gi 
rain K22-03 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Planoc 
16S 4049904 4049939 60 95 gi 
ribosomal RNA, partial sequence 


16S 4051336 4051371 60 95 gi 
n JC2055 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
Nocardioides. 

16S 4054292 4054327 60 95 
ribosomal RNA, partial sequence 


gi 


16S 4058827 4058862 60 95 gi 
rain YIM 70010 16S ribosomal RNA, part 
cteria; Actinobacteria; Actinobacterid 
itricoccus. 

16S 4061805 4061840 60 


95 gi 


Stre 


oc 
219846181 


16S ribosomal RNA, partial sequence 4060988 40 


Actinobacteria; Actinobacteridae; Actinomycetales; pt 


4011119 40125 


ococcin 
40 
ales; 
40 


ales; G 
ial s 
Acti 


rt 
e; 


s 
oc 


equen 
cacea 


ionibac 


quence 
Actino: 


occin 


ia 
ae 


1 seq 
Act 


’ 


ospor 


16S 4063309 4063368 37 94 gi 


219846202 
Glyc 
219846201 


219846200 


219846191 
219846187 
4049074 40 


219846186 


219846184 
4053509 40 


219846178 


; In 
ref 


eae 


308 
omyc 
ref 
324 
lycomyc 
ref 

equence 
nomycet 


ref 
ce 
e; Plan 
ref 
504 
terinea 
ref 
mycetal 
ref 
549 
eae 


; In 
ref 
uen 
inomyce 
ref 
624 


anginea 


56 4032350 Glyco 


01 4033899 Glyco 


4042976 40444 


53 Nocardioides 


4050504 40518 


29 Serinicoccus 


ce 4057969 40594 


36 Nocardiopsis 


trasporangia 
NR_025792.1 


ineae; Glyco: 
NR_025791.1 


ineae; Glyco: 
NR_025790.1 

403395 
ales; Glyco 
NR_025781.1 
3 
ococcus. 
NR_025777.1 


e; Nocardioi 
NR_025776.1 
7 
es; Propioni 
NR_025774.1 


trasporangia 
NR_025771.1 
4 
° 


tales; Micr 


NR_025768.1 


e; Nocardiop 


219846177 


ref 


97 Janibacter melonis Bacteria; 


ceae; Janibacter. 
Glycomyces algeriensis 


myces algeriensis 


mycetaceae; Glycomyces. 
Glycomyces arizonensis 


myces arizonensis 


mycetaceae; 
Glycomyces 
0 4035456 Glycomyces 


Glycomyces. 


mycineae; 


Planococcus 
9 Planococcus 


Nocardioides aestuarii 


aestuarii Bacteria; 


daceae; Nocardioides. 
Nocardioides 

7 Nocardioides 
bacterineae; 


Serinicoccus marinus 


marinus Bacteria; 


ceae; Serinicoccus. 
Citricoccus 

8 Citricoccus 
coccineae; 


Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 


NR_025767.1 


Mycobacterium 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, complete sequence 4062487 4063992 Mycobacterium 
nebraskense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 


484872 Bacteria_16S 


strain SRL4225 16 
Proteobacteria; 


484872 Bacteria_16S 


strain SEBR 2582 
Proteobacteria; 


484872 Bacteria_16S 


strain HD9 16S ri 


strain DSA1 16S r 


strain W4937 16S 


KMM 3905 16S ribo 
Actinobacteridae; 


484872 Bacteria_16S 


strain CPJVR-H 16 


bosomal 
Actinobacteria; Actinoba 
484872 Bacteria_16S 
ibosoma 
Actinobacteria; Actinoba 
484872 Bacteria_16S 


somal R 


4064914 4064949 60 
S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfovibrionales; 
4066438 4066473 60 
16S ribosomal RNA, partial sequence 4065569 40 
Deltaproteobacteria; Desulfovibrionales; 
4110149 4110184 60 
RNA, partial sequence 
cteridae; Actinomycetales; Prop 
4111715 4111750 60 
1 RNA, partial sequence 

cteridae; Actinomycetales; 
4116167 4116202 60 
ribosomal RNA, 
Actinobacteria; Actinoba 
484872 Bacteria_16S 


95 


95 


95 


95 


95 
partial sequence 


cteridae; Actinomycetales; 
4125431 4125466 60 
NA, partial sequence 4124587 4126026 Ko 
Actinomycetales; Micrococcineae; Mic 
4126917 4126952 60 
S ribosomal RNA, partial sequence 


95 


95 


Actinobacteria; Actinobacteridae; Actinomycetales; 


484872 Bacteria_16S 


strain CA15-8 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
484872 Bacteria_16S 


ribosomal RNA, 


4200402 4200437 60 


4201885 4201920 60 


95 
partial sequence 


95 


gi| 219846176 
4064043 40 
Desul 
gi|219846175 
Desul 
gi|219846145 
4109294 41 
ionibac 
gi|219846144 

4110861 41 
Propionibac 

gi|219846140 

4115405 41 
Corynebacte 


gi|219846133 


rococcac 
gi|219846132 


4126077 41275 
Streptomycineae; 


gi|219846075 


4199561 42010 
occineae; 


219846074 
rt 


gi 


655 
fovibri 


669 
fov 


108 
ter 


123 
ter 


168 


cur 
eae; 


ref|NR_025766.1 
18 Desulfovibrio 
onaceae; De 
ref|NR_025765.1 
84 Desulfovibrio 
ibrionaceae; Des 
ref|NR_025735.1 


ineae; Nocardio 
ref|NR_025734.1 


ineae; Nocardio 
ref|NR_025730.1 


Nocardiace 
ref|NR_025723.1 
ia marina Bacte 
Kocuria. 
ref|NR_025722.1 
64 Streptomyces 
Streptomycet 
ref|NR_025665.1 
31 Arthrobacter 


ref |NR_025664.1 


s 


ae; 


r 


Desulfovibrio bastinii 
bastinii Bacteria; 
ulfovibrio. 

Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 

Kribbella jejuensis 


10 Kribbella jejuensis Bacteria; 
idaceae; 


Kribbella. 
Kribbella solani 


76 Kribbella solani Bacteria; 
idaceae; 


Kribbella. 
Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 
rineae; 


Rhodococcus. 
Kocuria marina strain 
ia; Actinobacteria; 


Streptomyces africanus 


africanus Bacteria; 
aceae; 


Streptomyces. 
Arthrobacter koreensis 


koreensis Bacteria; 
Micrococcaceae; 


Arthrobacter. 
Streptomyces 


olivochromogenes 
olivochromogenes 


Streptomycetaceae; 


strain DSM 40451 16S ribosomal RNA, pa 
Bacteria; Actinobacteria; Actinobacter 
Streptomyces. 


idae; 


ial sequence 
Actinomycetales; 


4201082 4202529 Streptomyces 
Streptomycineae; 


484872 Bacteria_16S 4203383 4203418 60 95 gi|219846073|ref|NR_025663.1| Streptomyces aureus 
strain B7319 16S ribosomal RNA, partial sequence 4202580 4204027 Streptomyces aureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
484872 Bacteria_16S 4204931 4204966 60 95 gi|219846072|ref|NR_025662.1| Streptomyces 
koyangensis strain VK-A60 16S ribosomal RNA, partial sequence 4204078 4205565 Streptomyces 
koyangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

484872 Bacteria_16S 4210991 4211026 60 95 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

484872 Bacteria_16S 4217152 4217187 60 95 gi| 219846063 |ref|NR_025653.1| Nocardiopsis 
umidischolae strain 66/93 16S ribosomal RNA, partial sequence 4216320 4217772 Nocardiopsis 
umidischolae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

484872 Bacteria_16S 4218637 4218672 60 95 gi|219846062|ref|NR_025652.1| Actinomadura 
nitritigenes strain L 46 16S ribosomal RNA, partial sequence 4217823 4219291 Actinomadura 
nitritigenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Thermomonosporaceae; Actinomadura. 

484872 Bacteria_16S 4238320 4238355 60 95 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 


strain R18165 16S 


strain C3H-21 16S 


ribosomal RNA, 


ribosomal RNA, 


4244313 4244348 60 


complete sequence 


95 
partial sequence 


4237444 42389 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Ac 
484872 Bacteria_16S 


gi|219722939 


4243475 42448 


tinomycetace 


ref|NR_024571.1 


60 Actinomyces dentalis Bacteria; 


ae; Actinomyces. 
Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Brachybacterium. 
484872 Bacteria_16S 35661 35703 54 95 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

484872 Bacteria_16S 181416 181458 54 95 gi| 265678942 |ref|NR_029250.1| Clostridium 
proteolyticum strain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

484872 Bacteria_16S 537154 537188 60 94 gi|265678694|ref|NR_028999.1| Caminibacter profundus 
strain CR 16S ribosomal RNA, partial sequence 536318 537802 Caminibacter profundus Bacteria; 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 

484872 Bacteria_16S 620587 620621 60 94 gi| 265678638 |ref|NR_028943.1| Caminibacter 
hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 619766 621178 Caminibacter 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 
484872 Bacteria_16S 968830 968871 53 95 gi|265678398|ref|NR_028700.1| Kitasatospora 
cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 967981 969477 Kitasatospora 
cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 


Streptomycetaceae; 


484872 Bacteria_16S 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 


Kitasatospora. 


1120740 11 


20782 54 95 


gi|228716127 


ref|NR_027547.1 


Anaeromyxobacter 


1119856 1121404 Anaeromyxobacter dehalogenans 


2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 


Anaeromyxobacter. 


484872 Bacteria_16S 


1467274 1467316 54 


95 gi 


strain JZC3 16S ribosomal RNA, partial sequence 14 


Spirochaetes; Spirochaetales; 


484872 Bacteria_16S 1769391 1769425 60 94 gi 
strain 525 16S ribosomal RNA, partial sequence 17 
Proteobacteria; Epsilonproteobacteria; Nautiliales; 

484872 Bacteria_16S 2676542 2676576 60 94 gi 
strain Pd55 16S ribosomal RNA, partial sequence 26 


Proteobacteria; Epsilonproteobacteria; Nautiliales; 
3033998 3034040 54 
cylindrosporum strain HC-1 16S ribosomal RNA, partial sequence 
Firmicutes; 
3772327 3772369 54 
hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


484872 Bacteria_16S 


cylindrosporum Bacteria; 
484872 Bacteria_16S 


hydrogenophilus Bacteria; 
Geobacter. 
484872 Bacteria_16S 


Firmicutes; 
484872 Bacteria_16S 
strain 19glyl 16S 
Firmicutes; Clostridia; 
484872 Bacteria_16S 

strain TO-931 16S 


Clostridia; 


Proteobacteria; 


182926 182995 28 
strain 6VI 16S ribosomal RNA, partial sequence 

Clostridiales; 
726666 726726 29 
ribosomal RNA, partial sequence 


95 gi 
Clostridia; 


95 gi 


95 gi 


Clostridiaceae; 
88 gi 
72 


Clostridiales; Veillonellaceae; 
1100908 1100977 28 
ribosomal RNA, partial sequence LT 


95 gi 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; 
484872 Bacteria_16S 1208560 1208595 60 95 gi 
DSM 15641 16S ribosomal RNA, partial sequence 12 


Bacteria; Actinobacteria; 
Cryptobacterium. 
484872 Bacteria_16S 
smegmatis strain 


Coriobacteridae; 


2034018 2034078 37 
ATCC 19420 16S ribosomal RNA, partial 


95 gi 


Nautiliaceae; 


182124 18361 


Coriobacteriales; 


224581408 


219878358 


219857205 


219846900 


219846383 


265678941 


Clostridium. 


265678564 


265678309 


Clostridium. 
228715352 


219878172 
sequence 


ref 
66484 1467891 Treponema putidum Bacteria; 
Spirochaetaceae; Treponema. 
ref 
68558 1770021 Nautilia lithotrophica Bacteria; 
Nautiliaceae; Nautilia. 
ref 
75717 2677147 Lebetimonas acidiphila Bacteria; 
Lebetimonas. 
ref 


NR_027189.1 


NR_025497.1 


NR_024833.1 


NR_026492.1 


Treponema putidum 


Nautilia lithotrophica 


Lebetimonas acidiphila 


Clostridium 


3033166 3034644 Clostridium 


NR_025974.1 


Clostridiales; Clostridiaceae; Clostridium. 
ref 


Geobacter 


3771473 3772890 Geobacter 


Desulf 


ref 
2 Clostridium irregulare Bacteria; 


ref 
5825 727319 Succinispira 
Succinispira. 
ref 
00149 1101541 Clostridium hiranonis Bacteria; 


ref 
07714 1209142 Cryptobacterium curtum DSM 15641 


Coriobacterineae; Coriobacteriaceae; 


ref 
2033216 203470 


smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales 


Mycobacteriaceae; 
484872 Bacteria_16S 
sibiricum strain 
Bacteria; Firmicutes; 
484872 Bacteria_16S 


Firmicutes; 
484872 Bacteria_16S 


Clostridia; 


Mycobacterium. 
2104627 2104695 29 
Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxynatronum sibiricum 
Clostridia; Clostridiaceae; 
2888300 2888341 54 
strain JCM 6484 16S ribosomal RNA, partial sequence 2887459 28889 
Clostridiales; 


3623033 3623093 37 


Clostridiales; 


95 gi 


95 gi 


Eubacteriaceae; 
95 gi 


subsp. paratuberculosis strain 5617 16S ribosomal RNA, 
avium subsp. paratuberculosis Bacteria; Actinobacteria; 


Corynebacterineae; 
484872 Bacteria_16S 
strain ATCC 35799 


Mycobacterium. 
484872 Bacteria_16S 


3832991 3833026 60 


95 gi 
complete sequence 


strain ATCC 27255 16S ribosomal RNA, partial sequence 


Firmicutes; Clostridia; 


484872 Bacteria_16S 26568 


strain 653 16S ribosomal RNA, partial sequence 
Clostridiales; 
198201 198269 29 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 
Firmicutes; 
210727 210795 29 


Firmicutes; Clostridia; 
484872 Bacteria_16S 


chartatabidum Bacteria; 
484872 Bacteria_16S 


beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 
beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; 


484872 Bacteria_16S 


Firmicutes; Clostridia; 
484872 Bacteria_16S 


Clostridiales; 


212281 212349 29 
strain IP 2227 16S ribosomal RNA, partial sequence 

Clostridiales; 
218481 218505 71 
limnophilus strain Mu 290 16S ribosomal RNA, complete sequence 


limnophilus Bacteria; Planctomycetes; Planctomycetacia; 


Planctomyces. 
484872 Bacteria_16S 


484872 Bacteria_16S 


bajacaliforniensis Bacteria; 


271521 271589 29 
proteoclasticum strain B316 16S ribosomal RNA, complete 
proteoclasticum Bacteria; Firmicutes; Clostridia; Clostridiales; 
485097 485121 71 
bajacaliforniensis strain BA-2 16S ribosomal RNA, 
Spirochaetes; 


219878117 


219856864 


Eubacterium. 
219846490 


219846488 


ref 


Anox 
ref 
29 Eubacterium multiforme Bacteria; 


ref 
partial sequen 
Actinobacteri 
Mycobacteriaceae; Mycobacterium; Mycobacterium avi 
3626079 3626139 37 
16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


ref 
3625268 3626729 Mycobacterium szulgai 


NR_029249.1 


NR_028868.1 


NR_028611.1 


NR_027524.1 


NR_025311.1 


NR_025256.1 


ynatronum. 
NR_024683.1 


NR_026082.1 
ce 362222 


um complex ( 
NR_026080.1 


uromonadales; 


Geobacteraceae; 


Clostridium irregulare 


Succinispira mobilis 


mobilis Bacteria; 


Clostridium hiranonis 


Cryptobacterium curtum 


Mycobacterium 
2 Mycobacterium 


; Corynebacterineae; 


Anoxynatronum 


Eubacterium multiforme 


Mycobacterium avium 
1 3623683 Mycobacterium 


dae; Actinomycetales; 


MAC). 
Mycobacterium szulgai 


Corynebacterineae; Mycobacteriaceae; 
95 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
3832173 3833552 Ruminococcus bromii Bacteria; 
Ruminococcaceae; Ruminococcus. 
29 95 gi| 265679046 |ref|NR_029354.1| Clostridium roseum 
25762 27159 Clostridium roseum Bacteria; 
Clostridiaceae; Clostridium. 
95 gi|265678931|ref|NR_029239.1| Clostridium 
197405 198934 Clostridium 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
95 gi|265678922|ref|NR_029230.1| Clostridium 
209908 211410 Clostridium 
Clostridiaceae; Clostridium. 
95 gi| 265678921 |ref|NR_029229.1| Clostridium baratii 
211461 212968 Clostridium baratii Bacteria; 
Clostridiaceae; Clostridium. 
95 gi| 265678917 |ref|NR_029225.1| Planctomyces 
217606 219133 Planctomyces 
Planctomycetales; Planctomycetaceae; 
95 gi| 265678879 |ref|NR_029185.1| Clostridium 
sequence 270671 272189 Clostridium 
Lachnospiraceae; Butyrivibrio. 
95. gi| 265678728 |ref|NR_029033.1| Spirochaeta 
complete sequence 484221 485741 Spirochaeta 
Spirochaetales; Spirochaetaceae; Spirochaeta. 


484872 Bacteria_1 


Firmicutes; 


484872 Bacteria_1 


Firmicutes; 


Planctomycetes; 


Clostridia; 


Clostridia; 
484872 Bacteria_16S 


P 
484872 Bacteria_16S 
brasiliensis stra 


6S 590162 590230 29 95 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 
6S 652490 652558 29 95 gi|265678615|ref|NR_028920.1| Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 
Clostridiales; Clostridiaceae; Clostridium. 
693413 693437 71 95 gi| 265678587 |ref|NR_028892.1| Isosphaera pallida 
strain IS1B 16S ribosomal RNA, partial sequence 692571 694040 Isosphaera pallida Bacteria; 
lanctomycetacia; Planctomycetales; Planctomycetaceae; Isosphaera. 
694910 694934 71 95 gi| 265678586 |ref|NR_028891.1| Planctomyces 
in DSM 5305 16S ribosomal RNA, partial sequence 694091 695537 Planctomyces 


brasiliensis DSM 
Planctomyces. 


484872 Bacteria_16S 
strain VPI D 75 B 
Clostridia; 
484872 Bacteria_16S 


Firmicutes; 


selenitireducens 
selenitireducens 


484872 Bacteria_16S 
halophilum strain 
Bacteria; Actinob 


Microbacterium. 


484872 Bacteria_16S 


smaragdinae DSM 1 
11293 Bacteria; 
Bacteria; 


cellulovorans str 
cellulovorans 743 


484872 Bacteria_16S 
strain SH1 16S ribosomal RNA, partial sequence 
Clostridia; 
484872 Bacteria_16S 


Firmicutes; 


strain JK 615 16S 
Firmicutes; 


strain 534-30 16S 
Planctomycetes; P 


484872 Bacteria_16S 


californiensis st 


californiensis Bacteria; 
484872 Bacteria_16S 
somal RNA, partial sequence 2514611 2516064 Calor 
Clostridiales; 
484872 Bacteria_16S 


strain Z 16S ribo 
Clostridia; 


strain DSM 12272 
Firmicutes; 


Firmicutes; 


484872 Bacteria_16S 
train Z-7940 16S ribosomal RNA, partial 
histidinovorans Bacteria; 
484872 Bacteria_16S 


histidinovorans s 


strain 2Z2-7934 16S 
Firmicutes; 


Firmicutes; 
strain WV6 16S ri 


Firmicutes; 


Firmicutes; 


Clostridia; 
484872 Bacteria_16S 
strain NZ35 16S ribosomal RNA, partial sequence 
Clostridia; 
484872 Bacteria_16S 


Clostridia; 
484872 Bacteria_16S 
DSM 10228 16S ribosomal RNA, partial sequence 
Clostridia; 
484872 Bacteria_16S 
proteoclasticus strain DSM 12679 16S ribosomal RNA, partial sequence 


5305 Bacteria; Planctomycetes; 


1169133 1169157 71 95 


gi 
Spirochaetales; 


1176745 1176805 37 95 


gi 
Clostridia; Clostridiales; 
1356796 1356864 29 95 gi 
B Bacteria; Firmicutes; 
1707056 1707124 29 


Clostridia; 
95 gi 
Clostridiales; Clostridiaceae; 
1732931 1732999 29 95 gi 
ribosomal RNA, partial sequence 


2011769 2011793 71 95 
ribosomal RNA, partial sequence 


gi 


2237843 2237911 29 95 


gi 
Firmicutes; Clostridia; 
2515420 2515480 37 95 gi 
Caloramator. 

95 gi 


Clostridiaceae; 
2530551 2530619 29 


Clostridiales; Clostridiaceae; 
3035501 3035569 29 95 gi 


Clostridiales; Clostridiaceae; 
3088418 3088486 29 95 gi 


Firmicutes; Clostridia; 
3101867 3101935 29 95 
ribosomal RNA, partial sequence 
Clostridiales; Clostridiaceae; 
3241172 3241232 37 95 gi 


gi 


Clostridiales; Clostridiaceae; 
3248786 3248854 29 95 gi 
bosomal RNA, partial sequence 

Clostridiales; Clostridiaceae; 
3265231 3265299 29 95 gi 


Clostridiales; Clostridiaceae; 
3365842 3365902 37 95 gi 


Planctomycetacia; 


76 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycetales; 


1293 16S ribosomal RNA, partial sequence 
Spirochaetes; 
484872 Bacteria_16S 
DSM 16795 16S ribosomal RNA, partial sequence 
Firmicutes; 
484872 Bacteria_16S 


Spirochaetaceae; 


1175949 11773 
Clostridiaceae; 


ain 743B 16S ribosomal RNA, partial sequence 
Clostridiales; 
ref 


1706248 1707730 Clostridium diolis Bacteria; 


1732113 17335 
Clostridia; Clostridiales; Lachnospiraceae; 
484872 Bacteria_16S 
2010901 20124 
lanctomycetacia; Planctomycetales; Planctomycetaceae 
ref ed 
2237029 22384 
Clost 
ref 
amat 


rain APO 16S ribosomal RNA, partial sequence 
Clostridiales; 


16S ribosomal RNA, partial sequence 2529733 25312 
Clostridia; 
484872 Bacteria_16S 

strain DS1 16S ribosomal RNA, partial sequence 
Clostridia; 


3034695 30361 


Clostridiales; 


3101054 31025 


3240430 32418 
Thermobrachium. 
ref 


3247999 3249330 Clostridium 


3264433 32658 


11123 


228719827 


11682 


228718376 


228720131 


219878403 


Clostridium. 


219878386 


219878188 


219857574 


219857367 


219857357 


Clostridium. 
219846899 


Clostridium. 
219846863 
sequence 
219846854 
Tindallia. 
219846760 
219846755 


Clostridium. 
219846744 


Clostridium. 
219846673 


Micrococ 


ref 
43 1169775 Spiroc 
Spiroc 
ref 
77 Clostridium bartlettii DSM 16795 
Clos 
ref 

1356004 13574 


ref 
87 Butyrivibrio 
Butyrivibrio. 
ref 
04 Planctomyces 


ref 
15 Clostridium gasigenes Bacteria; 


ref 
66 Clostridium disporicum Bacteria; 


3087607 30890 
Clos 
ref 
35 Tindallia magadiensis Bacteria; 


ref 
33 Thermobrachium celere Bacteria; 


ref 
96 Clostridium 


re 


Planctomycetales; 


NR_027585.1 


haeta. 
NR_027573.1 


tridium. 
NR_027589.1 
8 
lostridiacea 
NR_025542.1 


NR_025525.1 


NR_025327.1 


; Planctomyc 
NR_025162.1 
8 
ridiaceae; T 
NR_024955.1 
or coolhaasi 


NR_024945.1 


NR_026491.1 


NR_026455.1 
9 
tridiaceae; 
NR_026446.1 


NR_026352.1 
NR_026347.1 


NR_026336.1 


NR_026265.1 
336503 


Planctomycetaceae; 


828078 828146 29 95 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Clostridiales; Veillonellaceae; Selenomonas. 
959691 959715 71 95 gi|265678405|ref|NR_028707.1| Bacillus 
strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
1113147 1113182 60 95 gi|265678300|ref|NR_028601.1| Microbacterium 


07 1113789 Microbacterium halophilum 
cineae; Microbacteriaceae; 


Spirochaeta 
haeta smaragdinae DSM 


Clostridium bartlettii 
Clostridium 
9 Clostridium 


e; Clostridium. 
Clostridium diolis 


Butyrivibrio hungatei 


hungatei Bacteria; 


Planctomyces maris 


maris Bacteria; 


es. 
Tindallia 
3 Tindallia 
indallia. 
Caloramator coolhaasii 
i Bacteria; Firmicutes; 


Clostridium gasigenes 


Clostridium disporicum 


Natronincola 
0 Natronincola 
Natronincola. 
Tindallia magadiensis 


Thermobrachium celere 


Clostridium isatidis 


isatidis Bacteria; 


Clostridium vincentii 


vincentii Bacteria; 


Caloramator 
4 3366453 Caloramator 


proteoclasticus Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 


484872 Bacteria_16S 3501464 3501532 29 95 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

484872 Bacteria_16S 3531855 3531923 29 95 gi|219846555|ref|NR_026147.1| Sarcina maxima strain 
DSM 316 16S ribosomal RNA, partial sequence 3531057 3532455 Sarcina maxima Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

484872 Bacteria_16S 3533301 3533369 29 95 gi|219846554|ref|NR_026146.1| Sarcina ventriculi 
strain DSM 286 16S ribosomal RNA, partial sequence 3532506 3533966 Sarcina ventriculi Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Sarcina. 

484872 Bacteria_16S 3550382 3550450 29 95 gi| 219846543 |ref|NR_026135.1| Clostridium 
paraputrificum strain ATCC 25780 16S ribosomal RNA, partial sequence 3549572 3551038 Clostridium 
paraputrificum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

484872 Bacteria_16S 3551919 3551979 37 95 gi|219846542|ref|NR_026134.1| Caloramator indicus 
strain IndiB4 16S ribosomal RNA, partial sequence 3551089 3552603 Caloramator indicus Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

484872 Bacteria_16S 3763420 3763488 29 95 gi|219846390|ref|NR_025981.1| Butyrivibrio 
fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial sequence 3762598 3764074 Butyrivibrio 
fibrisolvens Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Butyrivibrio. 

484872 Archaea_16S 834 869 60 95 gi|265679008|ref|NR_029316.1| Sulfophobococcus 
zilligii strain Kl 16S ribosomal RNA, partial sequence EE 1463 Sulfophobococcus zilligii 
Archaea; Crenarchaeota; Thermoprotei; Desulfurococcales; Desulfurococcaceae; Sulfophobococcus. 

484872 Fungi_16S 9980 10040 37 95 gi|219857197|ref|NR_024825.1| Nocardia sienata 
strain IFM 10088 16S ribosomal RNA, partial sequence 9174 10588 Nocardia sienata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

484872 Fungi_16S 854 889 60 95 gi|265678352|ref|NR_028654.1| Nocardia arthritidis 
strain IFM 10035 16S ribosomal RNA, partial sequence 1 1514 Nocardia arthritidis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

484872 Fungi_16S 2363 2398 60 95 gi|265678351|ref|NR_028653.1| Nocardia pneumoniae 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 Nocardia pneumoniae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

484872 Fungi_16S 3901 3936 60 95 gi|265678350|ref|NR_028652.1| Nocardia araoensis 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

484872 Fungi_16S 5461 5496 60 95 gi|265678349|ref|NR_028651.1| Nocardia higoensis 
strain IFM 10084 16S ribosomal RNA, partial sequence 4616 6112 Nocardia higoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

484872 Fungi_16S 7017 7052 60 95 gi| 265678348 |ref|NR_028650.1| Nocardia shimofusensis 
strain YZ-96 16S ribosomal RNA, partial sequence 6163 7670 Nocardia shimofusensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

484872 Fungi_16S 8519 8554 60 95) gi|265678342|ref|NR_028644.1| Nocardia asiatica 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 Nocardia asiatica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

484872 Fungi_16S 11486 11521 60 95 gi|219857175|ref|NR_024803.1| Nocardia 
yamanashiensis strain IFM 0265 16S ribosomal RNA, partial sequence 10639 12137 Nocardia 
yamanashiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Nocardia. 

489970 Bacteria_16S 1768179 1768084 1 94 gi|219878359|ref|NR_025498.1| Sedimentibacter 
saalensis strain ZF2 16S ribosomal RNA, partial sequence 1767074 1768507 Sedimentibacter saalensis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sedimentibacter. 

489970 Bacteria_16S 3693548 3693453 1 94 gi|219846442|ref|NR_026033.1| Methylosphaera 
hansonii strain AM6 16S ribosomal RNA, partial sequence 3692415 3693865 Methylosphaera hansonii 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylosphaera. 
489970 Bacteria_16S 479203 479108 1 94 gi|265678732|ref|NR_029037.1| Mycobacterium 
brisbanense strain W6743 16S ribosomal RNA, partial sequence 478074 479572 Mycobacterium 
brisbanense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

489970 Bacteria_16S 1235967 1235872 1 94 gi|219878254|ref|NR_025393.1| Mycobacterium 
frederiksbergense strain DSM 44346 16S ribosomal RNA, partial sequence 1234868 1236341 Mycobacterium 
frederiksbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

489970 Bacteria_16S 1561142 1561047 1 94 gi| 219846147 |ref|NR_025737.1| Mycobacterium 
canariasense strain 502329 16S ribosomal RNA, partial sequence 1560055 1561487 Mycobacterium 
canariasense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

489970 Bacteria_16S 2678306 2678211 1 94 gi|219857204|ref|NR_024832.1| Nocardia takedensis 
strain MS1-3 16S ribosomal RNA, partial sequence 2677198 2678645 Nocardia takedensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 

489970 Bacteria_16S 3634102 3634007 1 94 gi|219846483|ref|NR_026075.1| Anaerobiospirillum 


succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 


succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Anaerobiospirillu 


mM. 


Succinivibrionaceae; 


489970 Bacteria_16S 


cosmeticum strain 
cosmeticum Bacter 
Mycobacteriaceae; 


489970 Bacteria_16S 


strain DSM 20475 
Firmicutes; Clost 


489970 Bacteria_16S 


hydroxybenzoicus 
hydroxybenzoicus 
Sedis; Sedimentib 


489970 Bacteria_16S 


thiophila strain 
Bacteria; Proteob 


489970 Bacteria_16S 


alaskensis strain 
Bacteria; Proteob 


489970 Bacteria_16S 


strain ST26 16S r 


4039564 4039469 1 94 gi 
LTA-388 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
224822 224729 1 94 gi 
ridia; Clostridiales; Peptococcaceae; 
329617 329522 1 94 gi 
strain JW/Z-1 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

3161131 3161038 1 94 gi 
NZ27 16S ribosomal RNA, partial sequen 
acteria; Deltaproteobacteria; Desulfur 
51049 50974 L 76 gi 
All 16S ribosomal RNA, complete seque 
acteria; Deltaproteobacteria; Desulfov 
139185 139090 1 94 gi 
ibosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 


strain ST50 16S r 


140714 140619 1 94 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 


strain B 16S ribo 
Alphaproteobacter 


489970 Bacteria_16S 


rhizosphaerae str 
rhizosphaerae Bac 
Pseudomonas. 


489970 Bacteria_16S 


strain CFBP 2022 


Proteobacteria; G 


489970 Bacteria_16S 


palleroniana stra 
palleroniana Bact 
Pseudomonas. 


489970 Bacteria_16S 


strain YIM 31530 


351006 350911 1 94 gi 


ia; Rhodobacterales; Rhodobacteraceae; 

445695 445600 1 94 gi 
ain IH5 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 
458047 457952 1 94 gi 
ammaproteobacteria; Pseudomonadales; P 
459499 459404 1 94 gi 
in CFBP 4389 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 
462505 462410 1 


94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


489970 Bacteria_16S 


IMMIB R-145 16S r 


545036 544941 1 94 
ibosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


489970 Bacteria_16S 


strain IFM 0784 1 


1040956 1040861 1 94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


489970 Bacteria_16S 


1053186 1053091 1 94 gi 


219846197 
quence 
Actinomyce 


265678913 


16S ribosomal RNA, partial sequence 223682 22507 


Peptococcu 
265678841 
al sequenc 
tridiales; 


219846815 
ce 31599 
omonadales 
265679030 
nce 49907 
ibrionales 
265678970 


138055 13953 
ococcineae; 


265678969 


139582 14105 
ococcineae; 


265678824 


somal RNA, partial sequence 349928 351312 Parac 


Paracoccu 
265678758 
quence 
eria; Pseu 


265678746 


16S ribosomal RNA, partial sequence 456977 45835 


seudomonad 
265678745 
1 sequence 
ria; Pseud 


265678743 


16S ribosomal RNA, partial sequence 461374 46285 


ionibacter 
265678689 


543951 54542 


nebacterin 
265678351 


6S ribosomal RNA, partial sequence 1039882 10413 


nebacterin 
265678342 


strain IFM 0245 16S ribosomal RNA, partial sequence 1052113 10535 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


489970 Bacteria_16S 


strain YLM-32 16S 


1077106 10770111 94 
ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 


strain LM 161 16S 


1300492 1300397 1 94 
ribosomal RNA, complete sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Prop 


489970 Bacteria_16S 


proteolytica stra 
proteolytica Bact 
Pseudomonas. 


489970 Bacteria_16S 


DSM 5900 16S ribo 
Alphaproteobacter 


489970 Bacteria_16S 


metallicus strain 
Bacteria; Actinob 
Nocardiopsis. 


489970 Bacteria_16S 


strain DSM 12838 


Proteobacteria; D 


489970 Bacteria_16S 


1641658 1641563 1 94 gi 
in CMS 64 16S ribosomal RNA, partial s 
eria; Proteobacteria; Gammaproteobacte 
1649288 1649193 1 94 gi 
ia; Rhodospirillales; Acetobacteraceae 
1743956 1743861 1 94 gi 
R2A 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
1933954 1933879 1 76 gi 
eltaproteobacteria; Desulfovibrionales 
2422137 2422042 1 94 gi 


nebacterin 
265678325 


1075986 10774 


ococcineae 
219846779 


1299363 13008 


ionibacter 
219878449 
equence 

ria; Pseud 


219878443 


somal RNA, partial sequence 1648203 1649649 Stell 


; Stella. 

219878378 
ce 17428 
ales; Stre 


219878239 


16S ribosomal RNA, partial sequence 1932811 19342 


; Desulfom 
219857445 


pyridinivorans strain PDB9 16S ribosomal RNA, partial sequence 
pyridinivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Rho 


dococcus. 


ref 
tale 
ref 


s. 
ref 


Clo 
ref 


; De 
ref 


; De 
ref 


7 Sa 
ref 


7 Sa 
ref 
occu 
s. 

ref 
domo 


ref 


acea 
ref 


omon 
ref 


inea 
ref 


eae; 
ref 


eae; 
ref 


eae; 
ref 


7 Ra 
ref 


inea 
ref 


omon 


ref 
a hu 


ref 
ptos 
ref 


icro 
ref 


4038441 40399 


e 328486 32994 


80 3161460 Desul 


51436 


1 Sanguibacter 


8 Sanguibacter 


444544 44607 


458401 45980 


1640520 16420 


31 1744318 Nocar 


NR_025787.1 
4 
Cc 


Ss; Coryneba 


NR_029221.1 


NR_029146.1 
2 
stridiales F 
NR_026407.1 
£ 
sulfuromonad 
NR_029338.1 
Desulf 
sulfovibrion 
NR_029278.1 


nguibacterac 
NR_029277.1 


nguibacterac 
NR_029129.1 
s kocurii Ba 


NR_029063.1 
4 
e 


nadales; Ps 


NR_029051.1 


e; Pseudomon 
NR_029050.1 
8 
u 


adales; Pse 


NR_029048.1 


e; Nocardioi 
NR_028994.1 


Nocardiacea 
NR_028653.1 


Nocardiacea 
NR_028644.1 


Nocardiacea 
NR_028627.1 


robacteracea 
NR_026371.1 


e; Nocardioi 
NR_025588.1 
3 
adales; Pseu 
NR_025582.1 


mosa Bacteri 


NR_025517.1 
d 


porangineae; 


NR_025378.1 


biaceae; Des 


Mycobacterium 
7 Mycobacterium 
terineae; 


Peptococcus niger 


4 Peptococcus niger Bacteria; 


Sedimentibacter 
Sedimentibacter 
amily XI. Incertae 


Desulfuromonas 

uromonas thiophila 

aceae; Desulfuromonas. 
Desulfovibrio 

ovibrio alaskensis 

aceae; Desulfovibrio. 
Sanguibacter suarezii 


suarezii Bacteria; 


eae; Sanguibacter. 
Sanguibacter inulinus 


inulinus Bacteria; 


eae; Sanguibacter. 
Paracoccus kocurii 
cteria; Proteobacteria; 


Pseudomonas 
Pseudomonas 


udomonadaceae; 


Pseudomonas salomonii 


0 Pseudomonas salomonii Bacteria; 


as. 
Pseudomonas 
Pseudomonas 
domonadaceae; 


Kribbella antibiotica 


4 Kribbella antibiotica Bacteria; 


daceae; Kribbella. 
Nocardia puris strain 


4 Nocardia puris Bacteria; 


e; Nocardia. 
Nocardia pneumoniae 


34 Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia asiatica 


15 Nocardia asiatica Bacteria; 


e; Nocardia. 
Rarobacter incanus 


78 Rarobacter incanus Bacteria; 


e; Rarobacter. 
Kribbella koreensis 


72 Kribbella koreensis Bacteria; 


daceae; Kribbella. 
Pseudomonas 

1 Pseudomonas 

domonadaceae; 


Stella humosa strain 
a; Proteobacteria; 


Nocardiopsis 
iopsis metallicus 


Nocardiopsaceae; 


Desulfomicrobium orale 


85 Desulfomicrobium orale Bacteria; 


ulfomicrobium. 


NR_025033.1 


Rhodococcus 


2421026 2422502 Rhodococcus 


489970 Bacteria_16S 


berrensis strain 
Bacteria; 


Pseudomonas. 


489970 Bacteria_16S 
strain CIP 105469 
Proteob 
489970 Bacteria_16 
strain CIP 105470 
G 
489970 Bacteria_16 
strain CIP 105259 
G 
489970 Bacteria_16 


Bacteria; 


Proteobacteria; 


Proteobacteria; 


strain ATCC 39419 


Bacteria; Actinob 


Kribbella. 


489970 Bacteria_16S 
alcaliphila strai 
alcaliphila Bacte 


Pseudomonas. 


489970 Bacteria_16S 
strain SJS0289-JS 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 
plecoglossicida s 
plecoglossicida B 


Pseudomonas. 


489970 Bacteria_16S 
resinovorans stra 
resinovorans Bact 


Pseudomonas. 


489970 Bacteria_16S 
citronellolis str 


citronellolis Bac 
Pseudomonas. 


489970 Bacteria_16S 
faecitabidus stra 
faecitabidus Bact 


Rarobacteraceae; 


489970 Bacteria_16S 
islandicus strain 


Bacteria; Nitrosp 


489970 Bacteria_16S 


vietnamensis stra 
vietnamensis Bact 
Desulfovibrio. 


489970 Bacteria_16S 


strain DSM43338 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 
AS145 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


489970 Bacteria_16S 


oryzihabitans str 
oryzihabitans Bac 
Pseudomonas. 


489970 Bacteria_16S 


strain W4937 16S 


efficiens YS-314 
Bacteria; Actinob 
Corynebacterium. 


489970 Bacteria_16S 


strain 1A-C 16S r 


Firmicu 
489970 Bacteria_16S 
brassicacearum st 
brassicacearum Ba 


2508130 2508047 13 94 gi 
CTT3 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 
2523291 2523196 1 94 gi 
rain DBK11 16S ribosomal RNA, partial 
cteria; Proteobacteria; Gammaproteobac 


2556117 2556022 1 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
Ss 2557683 2557588 1 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2562309 2562214 1 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
Ss 2660344 2660249 1 94 gi 
16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


se 


al 


2816390 2816295 1 94 gi 
n AL15-21 16S ribosomal RNA, partial s 
ria; Proteobacteria; Gammaproteobacteria 
2906793 2906698 1 94 gi 
1 16S ribosomal RNA, partial sequence 
ne 
2920661 2920566 1 94 gi 
train FPC951 16S ribosomal RNA, partia 
acteria; Proteobacteria; Gammaproteoba 


1 
ct 


2971991 2971896 1 94 gi 
in LMG 2274 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 


s 
ri 


2973506 2973411 1 94 gi 
ain DSM 50332 16S ribosomal RNA, parti 
teria; Proteobacteria; Gammaproteobact 


al 
er 


3044945 3044850 1 94 gi 
in YLM-1 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 
Rarobacter. 

3288303 3288228 1 76 gi 
Rlha3 16S ribosomal RNA, partial sequ 
irae; Nitrospirales; Nitrospiraceae; T 
3314177 3314102 1 76 gi 
in G3 100 16S ribosomal RNA, partial s 
eria; Proteobacteria; Deltaproteobacte 


qu 


’ 


en 
he 


eq 
ri 
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16S ribosomal RNA, 


94 gi 
complete sequence 
ne 
3789182 3789087 1 


94 gi 


ia; Rickettsiales; Anaplasmataceae; Ehrl 
3906540 3906445 1 94 gi 
ain L-1 16S ribosomal RNA, complete se 
teria; Proteobacteria; Gammaproteobact 


qu 
er 


4116442 4116347 1 94 
ribosomal RNA, partial sequence 


gi 


ne 


1256992 1256910 14 94 gi 


acteria; Actinobacteridae; Actinomycetal 


219857372 
ce 
id 

219857362 
se 
te 

219857340 


na 
219857339 


se 


219857336 


219857217 


219856913 
eq 


219856852 


219856843 


219846942 


219846941 


219846892 


219846729 


219846711 


219846593 


219846371 
3788062 3789489 Ehrli 


219846291 


219846140 
4115405 41168 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 219857144 


16S ribosomal RNA, partial sequence 1255896 12573 


ref|NR_024960.1 

25070 
iaceae; Ther 
ref |NR_024950.1 
quence 
ria; Pseudomonadales; 
ref |NR_024928.1 
74 2556489 Pseud 
seudomonadaceae; 
ref |NR_024927.1 
40 2558055 Pseud 
aceae; Pseudomo 
ref |NR_024924.1 
68 2562680 Pseud 
aceae; Pseudomo 
ref |NR_024845.1 
38 2660707 Kribb 
ionibacterineae 


25549 
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25565 
udomonad 


25611 
udomonad 


26592 
Prop 


es; H 


ref|NR_024734.1 
2815260 281674 
monadales; Pseu 


uence 
Pseudo: 


, 


ref|NR_024671.1 
66 2907143 Willi 
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ref |NR_024662.1 
2919511 292100 
eudomonadales; 


29056 
bacterin 


sequence 
eria; Ps 


ref|NR_026534.1 
2970861 297232 
omonadales; 


equence 
a; Pseud 


ref |NR_026533.1 
e 2972376 297388 
domonadales; 


sequenc 
ia; Pseu 


ref|NR_026484.1 
3043846 304530 
cetales; Microc 


ence 
Actinomy 
ref |NR_026321.1 
ce 32871 
rmodesulfovibrio. 
ref|NR_026303.1 

3313036 331453 
fovibrionales; D 


uence 
a; Desul 


ref|NR_026185.1 
44 3474924 Rhodoc 
eae; Nocardiacea 
ref|NR_025962.1 
chia muris Bacte 


34734 
bacterin 


ichia. 
NR_025881.1 
3905392 390691 
domonadales; Pse 


ence 
ia; Pseu 


ref|NR_025730.1 


Nocardiacea 
NR_024772.1 


bacterineae; 


ref 


es; Corynebacterineae; C 


3311198 3311103 1 94 
ibosomal RNA, partial sequence 


gi 


oc 


102576 102483 1 94 gi 


219846713 
3310081 33114 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 265678995 


ref |NR_026305.1 


7 Bo 
ref 


occineae goriellaceae 


NR_029303.1 


00 2508520 Thermo 
mohalobacter 


2522145 252361 


Ps 


co} 


fo} 


n 


O: 
n 


e 


d 


a 


Cc 


P 


Pseu 


Pse 


fo} 


91 3288591 Thermo 


Thermohalobacter 
halobacter berrensis 
Pseudomonas 
7 Pseudomonas 
eudomonadaceae; 


Pseudomonas gessardii 
monas gessardii 
Pseudomonas. 
Pseudomonas migulae 
monas migulae Bacteria; 
as. 

Pseudomonas mosselii 
monas mosselii Bacteria; 
as. 

Kribbella sandramycini 
lla sandramycini 

Nocardioidaceae; 


Pseudomonas 
8 Pseudomonas 
omonadaceae; 


Williamsia maris 

msia maris Bacteria; 

eae; Williamsia. 
Pseudomonas 

8 Pseudomonas 

seudomonadaceae; 


Pseudomonas 
5 Pseudomonas 
domonadaceae; 


Pseudomonas 
5 Pseudomonas 
udomonadaceae; 


Rarobacter 
9 Rarobacter 
ccineae; 


Thermodesulfovibrio 
desulfovibrio islandicus 


Desulfovibrio 
8 Desulfovibrio 
esulfovibrionaceae; 


Rhodococcus ruber 
occus ruber Bacteria; 

e; Rhodococcus. 
Ehrlichia muris strain 
ria; Proteobacteria; 


Pseudomonas 
8 Pseudomonas 


udomonadaceae; 


Rhodococcus gordoniae 


07 Rhodococcus gordoniae Bacteria; 


e; Rhodococcus. 
Corynebacterium 


49 Corynebacterium efficiens YS-314 


orynebacteriaceae; 


Georgenia muralis 


97 Georgenia muralis Bacteria; 


; Georgenia. 


Aneurinibacillus 


thermoaerophilus strain L420-91 16S ribosomal RNA, partial sequence 101441 102925 Aneurinibacillus 


thermoaerophilus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; 


Aneurinibacillus. 
489970 Bacteria_16S 


succinoxidans strain Gylac 16S ribosomal RNA, partial sequence 
succinoxidans Bacteria; 


Desulfuromusa. 
489970 Bacteria_16S 
strain Kysw2 16S 
Proteobacteria; 

489970 Bacteria_16S 


142219 142126 1 
Proteobacteria; 


143703 143610 1 


788590 788497 1 


94 


94 


ribosomal RNA, partial sequence 
Deltaproteobacteria; 


94 


strain M39 16S ribosomal RNA, partial sequence 


Proteobacteria; 
489970 Bacteria_16S 


860245 860152 1 


94 


strain K1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
489970 Bacteria_16S 
strain DSM 12654 
Firmicutes; Bacil 
489970 Bacteria_16S 


sulfidovorans strain RB-1 16S ribosomal RNA, partial sequence 
sulfidovorans Bacteria; 


Methylophaga. 
489970 Bacteria_16S 
thalassica strain 


Methylophaga. 
489970 Bacteria_16S 


gregorii strain NCIB 12823 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


gregorii Bacteria; 
Pseudonocardiaceae; 
489970 Bacteria_16S 


celerecrescens strain DSM 5628 16S ribosomal RNA, partial sequenc 
celerecrescens Bacteria; 


489970 Bacteria_16S 
palmitatis strain 
Bacteria; 
489970 Bacteria_16S 
strain TF-22T 16S 
Proteobacteria; 
489970 Bacteria_16S 


lales; 


1912468 1912375 1 


Planococcaceae; 
3300521 3300428 1 


Proteobacteria; 


3382815 3382722 1 


3524560 3524465 1 
Saccharopolyspora. 
3599445 3599353 4 
Firmicutes; 
3774086 3773993 1 


4045617 4045524 1 


60215 60124 5 


94 


94 


94 


ATCC 33146 16S ribosomal RNA, e 
thalassica Bacteria; Proteobacteria; Gammaproteobacteria; 


94 


94 


Clostridia; 


94 


94 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; Alteromonad 


94 


strain TCl 16S ribosomal RNA, partial sequence 


Proteobacteria; 
489970 Bacteria_16S 


61763 61672 5 


94 


strain Y6 16S ribosomal RNA, partial sequence 


Proteobacteria; 
489970 Bacteria_16S 


anguilliseptica strain S 1 16S ribosomal RNA, partial sequence 
anguilliseptica Bacteria; 


Pseudomonas. 
489970 Bacteria_16S 


79651 79556 1 
Proteobacteria; 


124009 123914 1 


94 


Gammaproteobacteria; 


94 


strain CE40 16S ribosomal RNA, partial sequence 


489970 Bacteria_16S 


197041 196946 1 


94 


strain A30 16S ribosomal RNA, partial sequence 


Proteobacteria; 
489970 Bacteria_16S 


385491 385396 1 


94 


strain OK2 16S ribosomal RNA, partial sequence 


Proteobacteria; 
489970 Bacteria_16S 
strain DLE411J 16 
Proteobacteria; 
489970 Bacteria_16S 
strain P 513/19 1 
Proteobacteria; 
489970 Bacteria_16S 
strain P 527/13 1 
Proteobacteria; 
489970 Bacteria_16S 
strain P 538/23 1 
Proteobacteria; 
489970 Bacteria_16S 


strain 520-20 16S ribosomal RNA, 


471596 471501 1 


555789 555694 1 


557331 557236 1 


558875 558780 1 


640676 640581 1 


94 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


94 


94 


94 


94 


complete sequence 


gi 


Deltaproteobacteria; 


gi 


142594 14403 


Desulfuromonadales; Desulfuromonadaceae; 


gi 
78 


Gammaproteobacteria; Thiotrichales; Pisciricketts 


gi 
85 


Deltaproteobacteria; Desulfuromonadales; 


gi 


16S ribosomal RNA, partial sequence 1911333 19128 
Ureibacillus. 


gi 


Gammaproteobacteria; 


gi 


complet 


gi 


gi 


Clostridiales; 


gi 


SDBY1 16S ribosomal RNA, partial sequence 37729 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 


gi 


gi 


59080 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


gi 


60630 
Gammaproteobacteria; Xanthomonadales; Xanthomonad 


gi 


gi 


122905 12429 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


gi 


195893 19735 
Gammaproteobacteria; Methylococcales; Methylococc 


gi 


384340 38587 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


gi 


6S ribosomal RNA, partial sequence 554659 55615 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


6S ribosomal RNA, partial sequence 556201 55769 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


6S ribosomal RNA, partial sequence 557743 55923 
Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


4044490 40459 


470446 47199 


265678968 


265678967 


265678520 


7469 78896 


265678472 
9076 86059 


219878255 


219846721 


219846661 
sequence 
Thiotri 


219846560 


219846508 


Cc 


219846382 


219846190 


265679024 


60579 


265679023 
62129 


265679011 


Ps 


265678980 


265678932 


265678798 


265678737 


265678682 


265678681 


265678680 


Desulfuromonadales; 


Geobacteraceae; 


Thiotrichales; 


ref |NR_029276.1 
141109 142543 


ref|NR_029275.1 
1 Desulfuromusa 
Des 
ref|NR_028824.1 
2 Methylophaga 


ref |NR_028775.1 


ref |NR_025394.1 
21 Ureibacillus 


ref |NR_026313.1 
3299393 330087 
Pisci 


ref |NR_026253.1 
3381669 338315 
chales; Pisciric 


ref|NR_026152.1 
3523483 352488 
les; Pseudonocar 


ref|NR_026100.1 
e 3598328 359982 
lostridiaceae; C 
ref|NR_025973.1 
41 3774411 Desulf 
; Desulfuromonad 
ref|NR_025780.1 


aceae; Alteromon 
ref|NR_029332.1 


aceae; Xanthomon 
ref|NR_029331.1 


aceae; Xanthomon 
ref|NR_029319.1 

78587 79994 
eudomonadales; P 
ref|NR_029288.1 
8 Cellulomonas 
; Cellulomonadac 
ref|NR_029240.1 


aceae; Methylomi 
ref |NR_029103.1 


aceae; Pseudomon 
ref|NR_029042.1 


aceae; Pseudomon 
ref|NR_028987.1 


aceae; Pseudomon 
ref|NR_028986.1 


aceae; Pseudomon 
ref|NR_028985.1 


aceae; Pseudomon 


265678624 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 
Methylophaga alcalica 


alcalica Bacteria; 
iaceae; Methylophaga. 


Geobacter thiogenes 


6 Geobacter thiogenes Bacteria; 
Geobacter. 


Ureibacillus terrenus 


terrenus Bacteria; 


Methylophaga 
9 Methylophaga 
rickettsiaceae; 


Methylophaga 
7 Methylophaga 
kettsiaceae; 


Saccharopolyspora 
4 Saccharopolyspora 
dineae; 


Clostridium 
6 Clostridium 
lostridium. 
Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 
Alteromonas litorea 


45 Alteromonas litorea Bacteria; 


as. 
Xanthomonas theicola 


Xanthomonas theicola Bacteria; 


as. 
Xanthomonas hyacinthi 


Xanthomonas hyacinthi Bacteria; 


as. 
Pseudomonas 
Pseudomonas 
seudomonadaceae; 


Cellulomonas hominis 


hominis Bacteria; 


eae; Cellulomonas. 
Methylomicrobium agile 


4 Methylomicrobium agile Bacteria; 


crobium. 
Pseudomonas lutea 


0 Pseudomonas lutea Bacteria; 


as. 
Pseudomonas lini 


0 Pseudomonas lini Bacteria; 


as. 
Pseudomonas trivialis 


0 Pseudomonas trivialis Bacteria; 


as. 


Pseudomonas poae 


2 Pseudomonas poae Bacteria; 


as. 


Pseudomonas congelans 


6 Pseudomonas congelans Bacteria; 


as. 


ref|NR_028929.1 


Pseudomonas kilonensis 


639529 641056 Pseudomonas kilonensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


489970 Bacteria_16S 


lacusekhoensis st 
lacusekhoensis Ba 
Micrococcaceae; N 


489970 Bacteria_16S 


azorensis strain 
Bacteria; Firmicu 


489970 Bacteria_16S 


frederiksbergensi 
frederiksbergensi 
Pseudomonas. 


489970 Bacteria_16S 


strain ThSch 12 1 
Proteobacteria; G 


489970 Bacteria_16S 


lacustris strain 
Bacteria; Actinob 
Friedmanniella. 


489970 Bacteria_16S 


strain 111-35 16S 
Firmicutes; Clost 


489970 Bacteria_16S 


satelles strain V 
satelles Bacteria 


489970 Bacteria_16S 


mediterranea stra 
mediterranea Bact 
Pseudomonas. 


489970 Bacteria_16S 


strain J72 16S ri 
Actinobacteria; A 


489970 Bacteria_16S 


ferriphilum strai 
Bacteria; Nitrosp 


489970 Bacteria_16S 


strain VPI D 75 B 
Firmicutes; Clost 


489970 Bacteria_16S 


strain CFBP 4188 


Proteobacteria; G 


489970 Bacteria_16S 


strain VKM Ac-180 
Actinobacteria; A 


489970 Bacteria_16S 


strain IEGM 16S r 
Actinobacteria; A 


489970 Bacteria_16S 


strain 213E 16S r 
Actinobacteria; A 


489970 Bacteria_16S 


strain CIP 104663 
Proteobacteria; G 


489970 Bacteria_16S 


strain Y9 16S rib 
Actinobacteria; A 


489970 Bacteria_16S 


strain IFM 0575 1 
Actinobacteria; A 


489970 Bacteria_16S 


strain IFM 10084 
Actinobacteria; A 


489970 Bacteria_16S 


psychrophila stra 
Bacteria; Proteob 


489970 Bacteria_16S 


strain 14 16S rib 
Actinobacteria; A 


489970 Bacteria_16S 


strain I-132 16S 
Actinobacteria; A 


489970 Bacteria_16S 


strain ES10.1 16S 
Actinobacteria; A 


642216 642121 1 94 gi 
rain EL-30 16S ribosomal RNA, partial 

cteria; Actinobacteria; Actinobacterid 
esterenkonia. 

654246 654163 13 94 gi 
MV1087 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Clostr 
672445 672350 1 94 gi 
s strain JAJ28 16S ribosomal RNA, part 
s Bacteria; Proteobacteria; Gammaprote 
704109 704014 1 94 gi 
ammaproteobacteria; Chromatiales; Chro 
705501 705406 1 94 gi 
EL-17a 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


706913 706818 1 94 

ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
784053 783959 1 94 gi 
PI D143K-13 16S ribosomal RNA, partial 
Firmicutes; Clostridia; Clostridiale 
785565 785470 1 94 gi 
in CFBP 5447 16S ribosomal RNA, partia 
eria; Proteobacteria; Gammaproteobacte 


gi 


’ 


790105 790010 1 94 
bosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
796199 796124 1 76 gi 
n P3a 16S ribosomal RNA, partial seque 
irae; Nitrospirales; Nitrospiraceae; L 
828388 828293 1 94 gi 
-30 16S ribosomal RNA, partial sequenc 
ridia; Clostridiales; Veillonellaceae; 
867880 867789 5 94 gi 


gi 


ammaproteobacteria; Xanthomonadales; X 
887378 887283 1 94 gi 
4 16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
918168 918073 1 94 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
919733 919638 1 94 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
961474 961379 1 94 gi 

16S ribosomal RNA, complete sequence 
ammaproteobacteria; Pseudomonadales; P 
964519 964424 1 94 gi 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
1042494 1042399 1 94 gi 


ctinobacteridae; Actinomycetales; Cory 
1044054 1043959 1 94 gi 


ctinobacteridae; Actinomycetales; Cory 
1089258 1089163 1 94 gi 
in E-3 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Pseudomo 
1102723 1102628 1 94 gi 
osomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1114963 1114868 1 94 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Kine 
1131560 1131465 1 94 gi 

ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


265678623 
sequence 
ae; Actino 


265678614 
ence 65316 
idiaceae; 

265678601 
ial sequen 
obacteria; 


265678580 


6S ribosomal RNA, partial sequence 702960 70436 


matiaceae; 
265678579 
ence 70441 
ales; Prop 


265678578 


705889 70720 


Dorea. 
265678523 
sequence 
s; Lachnos 
265678522 
1 sequence 
ria; Pseud 


265678519 


789013 79048 


nebacterin 
265678515 
nce 79504 
eptospiril 
265678494 
e 82720 
Selenomon 
265678467 


16S ribosomal RNA, partial sequence 866725 86827 


anthomonad 
265678453 

88624 

ococcineae 
265678433 


917039 91855 


nebacterin 
265678432 


918602 92011 


nebacterin 
265678404 

96032 

seudomonad 
265678402 


963457 96488 


nebacterin 
265678350 


6S ribosomal RNA, partial sequence 1041385 10428 


nebacterin 
265678349 


16S ribosomal RNA, partial sequence 1042934 10444 


nebacterin 
265678317 
ence 10881 
nadales; P 
265678308 


1101592 11031 
ococcineae; 


265678299 


1113840 11153 


osporiinea 
253680769 


6 705838 Fried 
ioni 


ref |NR_028883.1 


eae; Gordoniace 
ref |NR_028818.1 
0 796555 Lepto 
lum. 
ref|NR_028797.1 
9 828732 Selen 
as. 
ref|NR_028770.1 
6 Xanthomonas c 
aceae; Xanthomo 
ref|NR_028755.1 
7 887732 Agrei 
; Microbacteria 
ref |NR_028735.1 
1 Gordonia amic 
eae; Gordoniace 
ref |NR_028734.1 


Gordoniace 
NR_028706.1 


eae; 
ref 


acea 
ref 


e; 
NR_028704.1 


eae; 
ref |NR_028652.1 
Nocardiace 
NR_028651.1 


eae; 
ref 


eae; Nocardiace 
ref|NR_028619.1 
07 1089634 Pseud 
seud 
ref |NR_028610.1 
crobacteria 
NR_028600.1 


7 Mi 
ref 


e; K 
ref 


ineosporiac 
NR_028017.1 


s 


fo} 


n 


a 


Cc 


a 


3 961843 Pseudo 
Pseudomon 


fo} 


omonadaceae; 


ref|NR_028928.1| Nesterenkonia 
641107 642573 Nesterenkonia 

mycetales; Micrococcineae; 
ref|NR_028919.1| Caloranaerobacter 

3 654605 Caloranaerobacter azorensis 
Caloranaerobacter. 

ref|NR_028906.1| Pseudomonas 

ce 671276 672778 Pseudomonas 
Pseudomonadales; Pseudomonadaceae; 
ref|NR_028885.1| Lamprocystis purpurea 
5 Lamprocystis purpurea Bacteria; 
Lamprocystis. 

ref|NR_028884.1| Friedmanniella 


manniella lacustris 


bacterineae; 


Nocardioidaceae; 


Dorea longicatena 


4 Dorea longicatena Bacteria; 


ref|NR_028827.1| Shuttleworthia 
782926 784381 Shuttleworthia 
piraceae; Shuttleworthia. 
ref|NR_028826.1| Pseudomonas 
784432 785869 Pseudomonas 
omonadales; Pseudomonadaceae; 
ref |NR_028823.1| Gordonia sinesedis 


6 Gordonia sinesedis Bacteria; 
a 


e; Gordonia. 
Leptospirillum 
pirillum ferriphilum 


Selenomonas infelix 
monas infelix Bacteria; 


Xanthomonas cynarae 
ynarae Bacteria; 
as. 

Agreia bicolorata 
bicolorata Bacteria; 
eae; Agreia. 

Gordonia amicalis 
alis Bacteria; 
e; Gordonia. 

Gordonia desulfuricans 


3 Gordonia desulfuricans Bacteria; 
a 


e; Gordonia. 
Pseudomonas veronii 
monas veronii Bacteria; 

as. 
Nocardia cerradoensis 


2 Nocardia cerradoensis Bacteria; 
Nocardiacea 


e; Nocardia. 
Nocardia araoensis 


83 Nocardia araoensis Bacteria; 
a 


e; Nocardia. 
Nocardia higoensis 


30 Nocardia higoensis Bacteria; 
a 


e; Nocardia. 
Pseudomonas 

monas psychrophila 

Pseudomonas. 

Agromyces rhizospherae 


01 Agromyces rhizospherae Bacteria; 
c 


eae; Agromyces. 
Kineosporia rhamnosa 


13 Kineosporia rhamnosa Bacteria; 
e 


ae; Kineosporia. 
Nocardiopsis exhalans 


1130448 1131904 Nocardiopsis exhalans Bacteria; 
Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 


489970 Bacteria_16S 
variabilis strain 


Isoptericola. 
489970 Bacteria_16S 
pv. 
pv. 
Xanthomonas. 
489970 Bacteria_16S 


strain HKI 0122 16S ribosomal RNA, partial sequence 1333148 13346 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Beutenbergia. 
489970 Bacteria_16S 


faecium strain DSM 4810 16S ribosomal RNA, partial sequence 13453 
4810 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Brachybacterium. 
489970 Bacteria_16S 


1226823 1226728 1 


1312677 1312586 5 


Proteobacteria; 


1334277 1334182 1 


1346505 1346410 1 


1349577 1349482 1 


94 


94 


Gammaproteobacteria; 


94 


94 


94 


DSM 10542 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Sanguibacter. 
489970 Bacteria_16S 


1351106 1351011 1 


94 


DSM 43247 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


489970 Bacteria_16S 


turnerae strain T7902 16S ribosomal RNA, partial sequence 


Bacteria; 
Teredinibacter. 
489970 Bacteria_16S 
glauca strain K62 


Saccharomonospora. 
489970 Bacteria_16S 


1378291 1378197 1 


1417212 14171171 


1429572 14294815 


94 


94 


94 


gi 


MX5 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


juglandis strain LMG 747 16S ribosomal RNA, partial 
juglandis Bacteria; 


gi 


gi 


gi 
13 


gi 
13 


gi 


Proteobacteria; Gammaproteobacteria; Alteromonadales; 


gi 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


gi 


antibioticus strain USAM 3C 16S ribosomal RNA, partial 


antibioticus Bacteria; 
Lysobacter. 
489970 Bacteria_16S 


aerolata strain V-54A 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 
489970 Bacteria_16S 
strain SP1402 16S 


489970 Bacteria_16S 
strain CMS 38 16S 


489970 Bacteria_16S 
strain CMS 35 16S 


489970 Bacteria_16S 
strain IBS S6874 


489970 Bacteria_16S 


strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 


Proteobacteria; 


1449571 1449476 1 


1579245 1579150 1 


1643220 1643125 1 


1644781 1644686 1 


1646327 1646232 1 


1647791 1647696 1 


Gammaproteobacteria; Xanth 


94 


94 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


94 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


94 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


94 


94 


gi 


gi 
15 


gi 
16 


gi 
16 


gi 


16S ribosomal RNA, partial sequence 1645204 16466 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadacea 


gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


489970 Bacteria_16S 


strain R-13291 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


489970 Bacteria_16S 


strain R-10289 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 


489970 Bacteria_16S 
strain CFBP 2341 


489970 Bacteria_16S 


1653861 1653770 5 


1655408 1655317 5 


1695100 1695005 1 


1696644 1696549 1 


94 


94 


94 


94 


strain TO1 16S ribosomal RNA, partial sequence 


489970 Bacteria_16S 


thomasii strain DSM 11806 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; 


thomasii Bacteria; 
Anaerobiospirillum. 
489970 Bacteria_16S 


1742403 1742308 1 


1759247 1759152 1 


94 


94 


strain SPR2 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Gordoniaceae; Gordonia. 


gi 


1652728 16542 


gi 


1654275 16557 


gi 


16S ribosomal RNA, partial sequence 1693968 16954 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


gi 


1695512 16970 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


gi 


gi 


219878300 
12257 


228721465 
sequence 


228721490 


228720938 


228720600 
48448 13499 


228720546 
49993 13514 
Cory 
228717562 
13771 


224581447 
14160 
Pseu 


224581439 
sequence 


224581421 
14484 
Micr 


219846381 
78118 15795 


219878448 
42082 16435 


219878447 


43643 16451 


219878446 


219878444 


Acetobacte 


219878439 


219878438 


219878411 


219878410 


219878379 


Micrococcineae; 


Xanthomonadales; 


Micrococcineae; 


Micrococcineae; 


Aeromonadales; 


ref |NR_025439.1 


ref|NR_027606.1 


ref|NR_027613.1 
32 Beutenbergia 


ref|NR_027599.1 
Micrococcineae; 
ref|NR_027595.1 
42 Sanguibacter 


ref|NR_027594.1 


ref|NR_027564.1 


ref|NR_027229.1 


ref|NR_027221.1 
1428427 142992 
omonadales; Xant 


ref |NR_027202.1 
60 1449852 Promic 
ococcineae; 
ref|NR_025972.1 


aceae; Pseudomon 
ref |NR_025587.1 


aceae; Pseudomon 
ref|NR_025586.1 


aceae; Pseudomon 
ref|NR_025585.1 


Aeromonas. 
NR_025583.1 


e; 
ref 


raceae; Stella. 
ref|NR_025578.1 


aceae; Thermomon 
ref|NR_025577.1 


aceae; Thermomon 
ref|NR_025550.1 


aceae; Pseudomon 
ref|NR_025549.1 


Pseudomon 
ref|NR_025518.1 

1741287 174278 
Succinivib 


219878366 


Isoptericola 


22 1227193 Isoptericola variabilis 
Promicromonosporaceae; 


Xanthomonas arboricola 


1311542 1313043 Xanthomonas arboricola 
Xanthomonadaceae; 


Beutenbergia cavernae 


cavernae DSM 12333 
Beutenbergiaceae; 


Brachybacterium 


82 1346861 Brachybacterium faecium DSM 


Dermabacteraceae; 


Sanguibacter keddieii 


keddieii DSM 10542 
Sanguibacteraceae; 


Gordonia bronchialis 


64 Gordonia bronchialis DSM 43247 
nebacterineae; Gordoniaceae; 


Gordonia. 
Teredinibacter 


67 1378635 Teredinibacter turnerae T7901 
Alteromonadales genera incertae sedis; 


Saccharomonospora 


93 1417582 Saccharomonospora glauca 
donocardineae; Pseudonocardiaceae; 


Lysobacter 
1 Lysobacter 
homonadaceae; 


Promicromonospora 
romonospora aerolata 


Promicromonosporaceae Hi 


Pseudomonas balearica 


73 Pseudomonas balearica Bacteria; 


as. 
Pseudomonas meridiana 


92 Pseudomonas meridiana Bacteria; 


as. 
Pseudomonas antarctica 


53 Pseudomonas antarctica Bacteria; 


as. 
Aeromonas simiae 


55 Aeromonas simiae Bacteria; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 


Thermomonas brevis 


24 Thermomonas brevis Bacteria; 


as. 
Thermomonas fusca 


71 Thermomonas fusca Bacteria; 


as. 
Pseudomonas cannabina 


61 Pseudomonas cannabina Bacteria; 


as. 
Pseudomonas tremae 


05 Pseudomonas tremae Bacteria; 


as. 
Anaerobiospirillum 
0 Anaerobiospirillum 
rionaceae; 


ref|NR_025505.1 


Gordonia sihwensis 


1758120 1759618 Gordonia sihwensis Bacteria; 


489970 Bacteria_16S 
agarexedens strai 
agarexedens Bacteria; 
489970 Bacteria_16S 

gandavensis strai 
gandavensis Bacte 
Arthrobacter. 
489970 Bacteria_16S 
strain Kb2 16S ri 


1 


1 


489970 Bacteria_16S 
flaccumfaciens pv 


780238 1780155 13 


n DSM 1327 16S ribosomal RNA, partial 
Firmicutes; 


799843 1799748 1 


n R 5812 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 


1810624 1810529 1 
bosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
1812153 1812058 1 
flaccumfaciens strain LMG 3645 16S r 


Curtobacterium flaccumfaciens pv. 


Actinomycetales; 
489970 Bacteria_16S 
herbarum strain P 
herbarum Bacteria 
Curtobacterium. 
489970 Bacteria_16S 
strain P 229/10 1 


, 


489970 Bacteria_16S 
haemolytica strai 
haemolytica Bacte 
Thermomonas. 
489970 Bacteria_16S 
halophila strain 
halophila Bacteri 
Pseudonocardiaceae; 
489970 Bacteria_16S 
broegbernensis st 
broegbernensis Ba 
Pseudoxanthomonas 
489970 Bacteria_16S 
nitritireducens s 
nitritireducens B 
Stenotrophomonas. 
489970 Bacteria_16S 
strain B1953/27.1 
Proteobacteria; G 
489970 Bacteria_16S 
strain KK19 16S ribosoma 
Firmicutes; Bacillales; 
489970 Bacteria_16S 

aquiterrae strain GW-9 1 
Bacteria; Actinobacteria 
Nocardioides. 
489970 Bacteria_16S 
salipaludis strain SM-1 
Bacteria; Proteobacteria 
489970 Bacteria_16S 
strain Ps 9-14 16S ribos 
Proteobacteria; Gammapro 
489970 Bacteria_16S 
umsongensis strain Ps 3- 
umsongensis Bacteria; Pr 
Pseudomonas. 
489970 Bacteria_16S 
strain Pss 26 16S riboso 
Proteobacteria; Gammapro 


ria; 


Sacc 


cteria; 


acteria 


Proteobacteria; 


Micrococcineae; Microbacteriaceae; 
1821362 1821267 1 
420/07 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Ac 


1822888 1822793 1 
6S ribosomal RNA, partial sequence 1821775 18232 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
1850432 18503415 
n A50-7-3 16S ribosomal RNA, partial s 
Gammaproteobacter 


1887048 1886953 1 
DSM 44411 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


haromonospora. 


2042063 2041972 5 
rain B1616/1 16S ribosomal RNA, partia 
Gammaproteobac 


Proteobacteria; 


2043622 2043531 5 
train L2 16S ribosomal RNA, partial se 


Proteobacteria; 


, 


2045197 2045106 5 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
2048324 2048241 13 


1 RNA, 
Paenibacillaceae; 


2100256 2100161 1 


6S ribosomal RNA, 


v 


2138202 2138107 1 

16S ribosomal RNA, 
Gammaproteobacteria; Alteromo 
2144194 2144099 1 


, 


omal RNA, partial 
teobacteria; 


oteobacteria; 


2147204 2147109 1 


teobacteria; 


489970 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 
Pseudoxanthomonas 
489970 Bacteria_16S 
extremorientalis 
extremorientalis 
Pseudomonas. 

489970 Bacteria_16S 


ria; Pr 


Bacteri 


oteobacteria; 


2219928 2219833 1 
strain KMM 3447 16S ribosomal RNA, par 


a; Proteobacteria; 


2225914 2225819 1 


complete sequence 


Actinobacteridae; Actinomycet 


10 16S ribosomal RNA, partial s 
Gammaproteobacter 


mal RNA, partial sequence 

Pseudomonadales; 
2185083 2184992 5 
n CB-226 16S ribosomal RNA, partial se 
Gammaproteobacter 


94 gi 


94 gi 


94 gi 


1 


94 gi 
qu 
Gammaproteobact 


94 gi 
an 
94 gi 
Paenibacillus 

94 gi 
partial seque 


nc 
al 


94 gi 
partial sequen 
na 
94 


sequence 


gi 


P 
gi 


se 
94 
eq 
ia 


94 gi 


P 
gi 


se 
94 


qu 


94 gi 
ti 


Gammaproteobac 


oc 


te 


Las 


uence 


, 


219878274 
eq 


uence 
inomyc 


219878167 
nce 
Xan 


seque 
ria; 


219878166 


ence 
eria; 


219878165 


20 
thomo 


4 
n 


219878160 
2047168 20 


4 


219878122 


209 
Pr 


e 
es; 


219857643 


ce 213 
dales; 


219857639 
2143068 21445 
Pseudomonadales; 
2145699 2145604 1 


udomon 


219857638 


uence 


’ 


219857637 
2146078 21475 
udomonad 
219857609 


ence 


’ 


219857586 
al seque 


teria; 


94 gi 


219857582 


daejeonensis strain AM141 16S ribosomal RNA, partial sequence 
daejeonensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 


occineae 
219878302 
eq 


ia; Xantho: 


Pseudo: 


Xantho: 


> Mi 
ref |NR_025441.1 
1849299 185079 


monadales; Xant 


ref|NR_025413.1 
1885917 188742 
ales; Pseudonoc 


’ 


et 


ref|NR_025306.1 
2040918 204243 
thomonadales; X 


ref|NR_025305.1 

2042490 204400 
Xanthomonadales; X 
ref |NR_025304.1 
53 2045572 Lutei 
aceae; Luteimona 
ref |NR_025299.1 
07 Paenibacillus 


40 
ad 


87 


ref|NR_025261.1 
38 2100621 Nocard 
ionibacterineae; 


91 
op 


ref|NR_025232.1 
7073 2138564 Microb 
Alteromonadaceae; 
ref|NR_025228.1 
adaceae; Pseudomon 
ref|NR_025227.1 

2144573 214602 
monadales; Pseud 


ref |NR_025226.1 


aceae; Pseudomon 
ref|NR_025198.1 

2183928 218546 
monadales; Xanth 


ref 
nce 
seud 


NR_025174.1 
221879 


Pp omonadales; 


ref|NR_025170.1 


h 


a 


a 


94 gi|219878350|ref|NR_025489.1| Paenibacillus 
sequence 1779107 1780619 Paenibacillus 
Bacillales; Paenibacillaceae; Paenibacillus. 
94 gi|219878336|ref|NR_025475.1| Arthrobacter 
quence 1798724 1800168 Arthrobacter 
Actinomycetales; Micrococcineae; Micrococcaceae; 
94 gi|219878329|ref|NR_025468.1| Gordonia westfalica 
1809512 1810989 Gordonia westfalica Bacteria; 
nebacterineae; Gordoniaceae; Gordonia. 
94 gi|219878328|ref|NR_025467.1| Curtobacterium 
ibosomal RNA, partial sequence 1811040 1812516 
flaccumfaciens Bacteria; Actinobacteria; Actinobacteridae; 
Curtobacterium. 
94 gi|219878322|ref|NR_025461.1| Curtobacterium 
uence 1820242 1821724 Curtobacterium 
tinomycetales; Micrococcineae; Microbacteriaceae; 
94 gi|219878321|ref|NR_025460.1| Agreia pratensis 


50 Agreia pratensis Bacteria; 
crobacteriac 


eae; Agreia. 

Thermomonas 
8 Thermomonas 
omonadaceae; 


Saccharomonospora 
1 Saccharomonospora 
rdineae; 


Pseudoxanthomonas 
9 Pseudoxanthomonas 
nthomonadaceae; 


Stenotrophomonas 
2 Stenotrophomonas 


anthomonadaceae; 


Luteimonas mephitis 


monas mephitis Bacteria; 


Ss. 
Paenibacillus borealis 
borealis Bacteria; 


Nocardioides 
ioides aquiterrae 
Nocardioidaceae; 


Microbulbifer 
ulbifer salipaludis 
Microbulbifer. 
Pseudomonas koreensis 


22 Pseudomonas koreensis Bacteria; 


as. 
Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Pseudomonas jinjuensis 


31 Pseudomonas jinjuensis Bacteria; 


as. 
Pseudoxanthomonas 
6 Pseudoxanthomonas 
omonadaceae; 


Pseudomonas 
2 2220307 Pseudomonas 


Pseudomonadaceae; 


Paenibacillus 


2224766 222627 


8 Paenibacillus 


489970 Bacteria_16S 2227475 2227380 1 94 gi 
kribbensis strain AM49 16S ribosomal RNA, partial seque 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Pae 
489970 Bacteria_16S 2233554 2233459 1 94 gi 
strain NAM-BN063A 16S ribosomal RNA, partial sequence 

Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 2235086 2234991 1 94 gi 
costantinii strain CFBP 5705 16S ribosomal RNA, partial 
costantinii Bacteria; Proteobacteria; Gammaproteobacter 
Pseudomonas. 
489970 Bacteria_16S 2317293 2317198 1 94 gi 
brasilensis strain PBl 72 16S ribosomal RNA, partial se 
brasilensis Bacteria; Firmicutes; Bacillales; Paenibaci 
489970 Bacteria_16S 2318738 2318647 5 94 gi 
mexicana strain AMX 26B 16S ribosomal RNA, partial sequ 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomo 
489970 Bacteria_16S 2320330 2320239 5 94 gi 
acidaminiphila strain AMX 19 16S ribosomal RNA, partial 
acidaminiphila Bacteria; Proteobacteria; Gammaproteobac 
Stenotrophomonas. 
489970 Bacteria_16S 
strain CFML 97-39 
Proteobacteria; G 
489970 Bacteria_16S 


s 


11 


s 


2321886 2321791 1 94 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2323438 2323343 1 94 gi 
strain CFML 97-514 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
489970 Bacteria_16S 2344391 2344296 1 94 gi 
singaporensis strain IM 7744 16S ribosomal RNA, partial 
singaporensis Bacteria; Actinobacteria; Actinobacterida 
Nocardioidaceae; Actinopolymorpha. 

489970 Bacteria_16S 2361115 2361020 1 94 
strain K265 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 2362634 2362539 1 94 
strain K300 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 2438626 2438531 1 94 
strain AS4.1521 1 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 2455445 2455350 1 94 gi 
psychrolactophilus strain B7 16S ribosomal RNA, partial 
psychrolactophilus Bacteria; Actinobacteria; Actinobact 
Micrococcaceae; Arthrobacter. 

489970 Bacteria_16S 2518684 2518617 29 94 gi 
yeochonensis strain CN 732 16S ribosomal RNA, partial s 
yeochonensis Bacteria; Actinobacteria; Actinobacteridae 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 2521811 2521716 1 94 gi 
thivervalensis strain SBK26 16S ribosomal RNA, partial 
thivervalensis Bacteria; Proteobacteria; Gammaproteobac 
Pseudomonas. 
489970 Bacteria_16S 
strain ATCC 4973 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; P 
489970 Bacteria_16S 2554542 2554447 1 94 gi 
carbonis strain JL 415 16S ribosomal RNA, complete sequ 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 
Streptacidiphilus 
489970 Bacteria_16S 
strain CIP 105274 
Proteobacteria; G 
489970 Bacteria_16S 
strain CFML 96-19 
Proteobacteria; G 
489970 Bacteria_16S 


se 


s 
e; 


gi 


Micr 
gi 


oc 


Micr 
gi 


oc 


ne 


s 
er 


eq 


v 


se 
te 
2529363 2529268 1 


94 gi 


se 


en 
al 
2571442 2571347 1 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2580563 2580468 1 94 gi 
8 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2582129 2582034 1 94 gi 
strain CIP 104664 16S ribosomal RNA, complete sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 
489970 Bacteria_16S 2583699 2583604 1 94 gi 
strain CIP 104883 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomo 


se 


se 


na 


na 


219857581 
ne 
ni 

219857577 


ne 


ia 


219857518 
qu 
219857517 
en 
na 
219857516 
te 


219857515 


219857514 


na 
219857498 


219857487 
2360002 23614 


219857486 
2361525 23629 


219857429 
6S ribosomal RNA, partial sequence 2437523 24389 


219857415 


219857365 


219857363 


219857358 
16S ribosomal RNA, partial sequence 2528225 25296 


219857341 


219857287 


219857281 


219857280 


219857279 


e 22263 
bacillus 


22324 


equence 
Pseudo: 


’ 


ence 


aceae; P 


ce 23175 
dales; X 


equence 
ria; Xan 
23207 


udomonad 


23223 
dales; P 


equence 


occineae 


occineae 


bacterin 
equence 


idae; Ac 


uence 
Actinomy 


quence 
ria; Pse 


udomonad 


ce 25534 
es; Stre 


25702 
udomonad 


25794 
udomonad 


25809 
dales; P 


25825 
dales; P 


489970 Bacteria_16S 2585268 2585173 1 94 gi 
strain CFML 96-170 16S ribosomal RNA, partial sequence 


219857278 


bacterin 
219857576 


Actinomycet 


ref|NR_025169.1 
29 2227839 Paeni 
ref|NR_025165.1 
22 2233905 Gordo 
eae; Gordoniace 
ref 


aeni 
ref ee 
82 2319121 P 
anthomonada 


thomonadales; 
ref|NR_025103.1 
64 2322265 Pseud 
aceae; Pseudomo 
ref|NR_025102.1 
16 2323816 Pseud 
seudomonadaceae; 
ref 


NR_025086.1 
2343294 234473 
ales; Propi 


ref|NR_025075.1 


7 Mi 
ref 


crobacteriac 
NR_025074.1 
> Mi 
ref 


crobacteriac 
NR_025017.1 


eae; Nocardiacea 
ref|NR_025003.1 

2454319 245573 
tino 


ref|NR_024953.1 
2517611 251909 
cetales; Strepto 


ref|NR_024951.1 

2520665 252209 
udomonadales; Ps 
ref|NR_024946.1 
aceae; Pseudomon 
ref |NR_024929.1 
13 2554923 Strept 
ptomycineae; Str 


ref|NR_024918.1 
99 2571813 Pseudo 
aceae; Pseudomon 
ref|NR_024912.1 
20 2580935 Pseudo: 
aceae; Pseudomon 
ref|NR_024911.1 
86 2582507 Pseudo 
seudomonadaceae; 
ref|NR_024910.1 
58 2584074 Pseudo 
seudomonadaceae; 


ref|NR_024909.1 


b 


n 


O: 
n 


fo} 


fo} 


mycetales; M 


Paenibacillus 
acillus kribbensis 


Gordonia namibiensis 
ia namibiensis Bacteria; 
e; Gordonia. 

Pseudomonas 
7 Pseudomonas 
omonadaceae; 


Paenibacillus 
1 Paenibacillus 


Pseudoxanthomonas 
xanthomonas mexicana 
Pseudoxanthomonas. 
Stenotrophomonas 
3 Stenotrophomonas 

nthomonadaceae; 


Pseudomonas brenneri 

monas brenneri Bacteria; 

as. 

Pseudomonas grimontii 

monas grimontii 
Pseudomonas. 
Actinopolymorpha 

5 Actinopolymorpha 

nibacterineae; 


Subtercola frigoramans 


74 Subtercola frigoramans Bacteria; 


eae; Subtercola. 
Subtercola boreus 


91 Subtercola boreus Bacteria; 


eae; Subtercola. 
Nocardia beijingensis 


44 Nocardia beijingensis Bacteria; 


e; Nocardia. 

Arthrobacter 
2 Arthrobacter 
icrococcineae; 


Streptomyces 
9 Streptomyces 
mycineae; 


Pseudomonas 
4 Pseudomonas 


eudomonadaceae; 


Pseudomonas fragi 


82 Pseudomonas fragi Bacteria; 


as. 
Streptacidiphilus 
acidiphilus carbonis 
eptomycetaceae; 


Pseudomonas jessenii 
monas jessenii Bacteria; 
as. 

Pseudomonas cedrina 
monas cedrina Bacteria; 
as. 

Pseudomonas rhodesiae 
monas rhodesiae 
Pseudomonas. 
Pseudomonas monteilii 
monas monteilii 
Pseudomonas. 
Pseudomonas orientalis 


2584125 2585640 Pseudomonas orientalis 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 


489970 Bacteria_16S 


strain CIP 105273 
Proteobacteria; G 


489970 Bacteria_16S 


strain CIP 105460 
Bacteria; Proteob 


489970 Bacteria_16S 


strain DSM 43194 
Actinobacteria; A 


489970 Bacteria_16S 


erythreum strain 
erythreum Bacteri 
Nocardioidaceae; 


489970 Bacteria_16S 


taberi strain DSM 
Bacteria; Actinob 
Saccharopolyspora 


489970 Bacteria_16S 


hibiscicola strai 
hibiscicola Bacte 
Pseudomonas. 


489970 Bacteria_16S 


strain ATCC 19374 
Bacteria; Proteob 


489970 Bacteria_16 


strain ATCC 13522 
Bacteria; Proteob 


489970 Bacteria_16 


strain ATCC 33616 
Bacteria; Proteob 


489970 Bacteria_16 


strain ATCC 49968 
Bacteria; Proteob 


489970 Bacteria_16S 


glycogenica strai 
Bacteria; Actinob 
Micropruina. 


489970 Bacteria_16S 


strain IFO 15616 
Actinobacteria; A 


489970 Bacteria_16S 


aurantiacum strai 
aurantiacum Bacte 
Micromonosporacea 


489970 Bacteria_16S 


ochraceum strain 
ochraceum Bacteri 
Micromonosporacea 


489970 Bacteria_16S 


strain IFO 16068 
Actinobacteria; A 


489970 Bacteria_16S 


phosphovorus stra 
phosphovorus Bact 
Propionibacteriac 


489970 Bacteria_16S 


strain PCl 16S ri 
Proteobacteria; G 


489970 Bacteria_16S 


strain 441-1 16S 


Proteobacteria; G 


489970 Bacteria_16S 


strain 801 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
489970 Bacteria_16S 


polyisoprenivoran 
polyisoprenivoran 
Gordoniaceae; Gor 


489970 Bacteria_16S 


strain HKI 0136 1 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 
dextrinosolvens strain 0554 16S ribosomal RNA, partial sequence 


2596106 2596011 1 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2597672 2597577 1 94 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pseudomo 
2611510 2611415 1 94 gi 


ctinobacteridae; Actinomycetales; Pseu 
2658824 2658729 1 94 gi 
NRRL B-3381 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; A 
Aeromicrobium. 
2667686 2667591 1 94 gi 
43856 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 
2851458 2851367 5 94 gi 
n ATCC 19867 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


2853027 2852936 5 94 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
Ss 2854565 2854470 1 94 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
Ss 2857706 2857615 5 94 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Xanthomo 
Ss 2859248 2859153 1 94 gi 
16S ribosomal RNA, partial sequence 

acteria; Gammaproteobacteria; Pseudomo 
2899143 2899048 1 94 gi 
n Lg2 16S ribosomal RNA, partial seque 
acteria; Actinobacteridae; Actinomycet 


2903729 2903634 1 94 gi 
ctinobacteridae; Actinomycetales; Micr 
2941684 2941589 1 94 gi 
n YU438-5 16S ribosomal RNA, partial s 
ria; Actinobacteria; Actinobacteridae; 
e; Virgisporangium. 

2943200 2943105 1 94 gi 
YU655-43 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; A 
e; Virgisporangium. 
2955285 2955190 1 94 gi 
ctinobacteridae; Actinomycetales; Cory 
2968921 2968826 1 94 gi 
in NM-1 16S ribosomal RNA, partial seq 
eria; Actinobacteria; Actinobacteridae 
eae; Microlunatus. 

2975068 2974973 1 94 
bosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
2993347 2993252 1 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3007099 3007004 1 94 gi 
bosomal RNA, partial sequence 


gi 


3023650 3023555 1 94 gi 
s strain Kd2 16S ribosomal RNA, partia 
s Bacteria; Actinobacteria; Actinobact 
donia. 

3040378 3040283 1 


94 gi 


na 


do 


se 


s 
ct 


en 
al 


1 
ia 


na 


na 


na 


na 


nc 
al 


oc 
eq 
A 


qu 
ct 


ne 


ue 


, 


se 


io 


oc 


1 
er 


ne 


219857271 


udomonad 
219857270 


dales; 
219857258 
16S ribosomal RNA, partial sequence 2610373 26118 


nocardin 
219857218 


219857212 
es; 


219856890 


219856889 


dales; 
219856888 


dales; 
219856886 


dales; 


219856885 


219856857 


219856854 
16S ribosomal RNA, partial sequence 2902597 29040 


219856829 


219856828 


219856820 
16S ribosomal RNA, partial sequence 2954180 29556 


219846945 


219846940 
2973936 29754 


219846928 
2992209 29936 


219846919 
3005987 30074 


219846908 


219846896 
6S ribosomal RNA, partial sequence 3039256 30407 


ref 
61 2596478 Pseud 
aceae; Pseudomo 
ref 
29 2598044 Pseud 
seud 
ref 


25949 


25965 
P 


eae; Pseudonoca 
ref 
2657714 26591 


ales; Propionib 


equence 
inomycet 


, 


ref 
99 2668066 Sacch 
donocardineae; 


ce 26665 
Pseu 


ref 
2850317 28518 
monadales; Pseu 


sequence 
Pseudo: 


, 


ref 
86 2853382 Pseud 
anthomonadaceae 
ref 
33 2854934 Pseud 
seudomonadaceae 
ref 
57 2858059 Pseud 
anthomonadaceae 
ref 
10 2859620 Pseud 
seud 
ref 
36 2899473 Micro 
ioni 


28518 
xX 


28534 
P 


28565 
x 


28581 
dales; P 


28980 
Prop 


e 
es; 


ref 


> Mi 
ref 
2940579 29420 


etales; Micromo 


occineae crobacteria 


uence 
ctinomyc 


ref 
2942098 29435 
ales; Micromono 


ence 
inomycet 


, 


ref 


bacterineae; Gordoniace 
ref 
2967820 29692 


cetales; Propio 


nce 
Actinomy 


ref 


udomonadacea Pseudomo 


ref 


e; 


nellaceae; Legionella. 


ref 
> Mi 
ref aa 
3022528 30239 
tinomycetales; 


occineae crobacteria 


sequence 
idae; Ac 
ref 
Gordoniace 


bacterineae; 


3057187 3057092 1 94 gi 


219846884 


NR_024902.1 


NR_024901.1 
omonadaceae; 
NR_024889.1 
91 Prauserella rugosa Bacteria; 


diaceae; 
NR_024846.1 


NR_024840.1 


NR_024709.1 


NR_024708.1 


NR_024707.1 


NR_024705.1 


NR_024704.1 


omonadaceae; 
NR_024676.1 


bacterineae; 


NR_024673.1 
77 Zimmermannella alba Bacteria; 


NR_024648.1 


NR_024647.1 


NR_024639.1 
54 Gordonia rhizosphera Bacteria; 


NR_026537.1 


NR_026532.1 
29 Pseudomonas cichorii Bacteria; 


NR_026520.1 
81 Legionella brunensis Bacteria; 


NR_026511.1 
53 Frigoribacterium faeni Bacteria; 


NR_026500.1 


NR_026488.1 
45 Gordonia alkanivorans Bacteria; 


O: 
n 


fo} 


v 


xr 


8 
a 


a 
P 


3 
d 


fo} 


fo} 


, 


fo} 


, 


fo} 


v 


Pp 


, 


c 
4 


n 


6 
s 


a 


8 
n 


n 


Cc 


8 
Cc 


a 


ref 


NR_026476.1 
3056079 3057541 Succinivibrio 


Pseudomonas mandelii 


monas mandelii Bacteria; 


as. 
Pseudomonas libanensis 


monas libanensis 


Pseudomonas. 
Prauserella rugosa 


Prauserella. 
Aeromicrobium 

7 Aeromicrobium 
cterineae; 


Saccharopolyspora 
ropolyspora taberi 
seudonocardiaceae; 


Pseudomonas 
5 Pseudomonas 


omonadaceae; 


Pseudomonas geniculata 


monas geniculata 


Pseudomonas savastanoi 


monas savastanoi 


Pseudomonas. 
Pseudomonas cissicola 


monas cissicola 


Xanthomonas. 
Pseudomonas lundensis 
monas lundensis 
Pseudomonas. 
Micropruina 

ruina glycogenica 
Nocardioidaceae; 


Zimmermannella alba 


eae; Pseudoclavibacter. 
Virgisporangium 

7 Virgisporangium 

osporineae; 


Virgisporangium 
3 Virgisporangium 
porineae; 
Gordonia rhizosphera 
e; Gordonia. 
Microlunatus 
7 Microlunatus 
ibacterineae; 
Pseudomonas cichorii 
as. 
Legionella brunensis 
Frigoribacterium faeni 
eae; Frigoribacterium. 
Gordonia 
4 Gordonia 
orynebacterineae; 


Gordonia alkanivorans 


e; Gordonia. 


Succinivibrio 


dextrinosolvens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; 


Succinivibrio. 
489970 Bacteria_16S 
strain DSM 11363 


489970 Bacteria_16S 


strain LMG 8678 16S ribo 
Proteobacteria; Gammaproteobacteria; 


489970 Bacteria_16S 


strain LMG 947 16S ribos 
Proteobacteria; Gammaproteobacteria; 


489970 Bacteria_16S 


strain LMG 673 16S ribos 
Proteobacteria; Gammaproteobacteria; 


489970 Bacteria_16S 


vesicatoria strain LMG 9 


vesicatoria Bacteria; 
Xanthomonas. 
489970 Bacteria_16S 


strain LMG 690 16S ribos 
Proteobacteria; Gammaproteobacteria; 


489970 Bacteria 16S 


strain LMG 733 16S ribos 
Proteobacteria; Gammaproteobacteria; 


489970 Bacteria_16S 


strain LMG 847 16S ribos 
Proteobacteria; Gammaproteobacteria; 


489970 Bacteria 16S 


strain LMG 736 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


489970 Bacteria_16S 


strain LMG 5743 16S ribosomal RNA, partial sequence 3288642 32901 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


489970 Bacteria_16S 


strain LMG 5047 16S ribosomal RNA, partial sequence 3290167 32916 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


489970 Bacteria_16S 


strain LMG 708 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


489970 Bacteria_16S 


strain LMG 538 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


489970 Bacteria_16S 


albilineans strain LMG 494 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


albilineans Bacteria; 
Xanthomonas. 
489970 Bacteria_16S 
strain DSM 44015 


489970 Bacteria_16S 


citrea strain DSM 43110 16S ribosomal RNA, partial sequence 33951 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Promicromonospora. 
489970 Bacteria_16S 


strain DSM 3133 16S ribosomal RNA, partial sequence 3487117 34886 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


489970 Bacteria_16S 


strain DSM 7485 16S ribosomal RNA, partial sequence 3512760 35142 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


489970 Bacteria_16S 


strain DSM 7486 16S ribosomal RNA, partial sequence 3514284 35157 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


489970 Bacteria_16S 


strain P-172-71 16S ribosomal RNA, partial sequence 3693916 36953 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellac 


489970 Bacteria_16S 


strain B62 16S ribosomal RNA, 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonad 


489970 Bacteria_16S 


16S rib 


16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


3177781 3177686 1 


3183823 31837325 


3185375 3185284 5 


3186927 3186836 5 


3188479 3188388 5 
Proteobacteria; 


3190031 31899405 


3191583 31914925 


3193135 31930445 


3196237 3196146 5 


3289777 3289686 5 


3291302 32912115 


3292854 3292763 5 


3294406 32943155 


3295956 3295865 5 
Proteobacteria; 


3381260 3381165 1 


3396297 3396202 1 


3488243 3488148 1 


3513875 3513780 1 


3515399 3515304 1 


3695072 3694997 1 


3810327 3810232 1 


3822666 38225711 


94 


osomal RNA, partial sequence 3176631 31781 
Proteobacteria; Gammaproteobacteria; 


94 


somal RNA, partial sequence 3182688 31841 


94 


omal RNA, partial sequence 


94 


omal RNA, partial sequence 


94 


11 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


94 


omal RNA, partial sequence 


94 


omal RNA, partial sequence 


94 


omal RNA, partial sequence 


94 


94 


94 


94 


94 


94 


94 


complete sequence 


94 


94 


94 


94 


76 


94 


complete sequence 


94 


strain ST1l 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 


gi| 219846803 


Pseudomonadales; Pseudomonadaceae; 


gi|219846799 


Xanthomonadales; Xanthomonadaceae; 


gi|219846798 
3184240 31857 


Xanthomonadales; Xanthomonadaceae; 


gi|219846797 
3185792 31872 


Xanthomonadales; Xanthomonadaceae; 


gi|219846796 


gi|219846795 
3188896 31903 


Xanthomonadales; Xanthomonadaceae; 


gi|219846794 
3190448 31919 


Xanthomonadales; Xanthomonadaceae; 


gi|219846793 
3192000 31935 


Xanthomonadales; Xanthomonadaceae; 


gi|219846791 
3195102 31966 


gi|219846728 


gi|219846727 


gi|219846726 


3291719 32932 


gi| 219846725 
3293271 32947 


gi|219846724 
Xantho: 
gi|219846662 

33801 


Cory 
gi|219846648 


Micr 


gi|219846584 


gi|219846567 


gi|219846566 


gi|219846441 


gi| 219846356 
3809177 38107 


gi| 219846348 


Xanthomonadales; 


ref |NR_026395.1 


ref|NR_026391.1 


ref|NR_026390.1 


ref|NR_026389.1 


ref|NR_026388.1 
187344 318884 


Ww 


ref |NR_026387.1 


ref|NR_026386.1 


ref|NR_026385.1 


ref |NR_026383.1 


ref|NR_026320.1 


ref|NR_026319.1 


Xanthomon 
ref|NR_026318.1 


Xanthomon 
ref|NR_026317.1 


Xanthomon 
ref|NR_026316.1 
3294823 329632 
monadales; Xanth 


ref |NR_026254.1 
49 3381618 Gordon 
nebacterineae; G 
ref|NR_026240.1 
98 3396650 Promic 
ococcineae; 


ref |NR_026176.1 


; Cellulomonadac 
ref|NR_026159.1 
33 Rathayibacter 
; Microbacteriac 
ref|NR_026158.1 
54 Rathayibacter 
; Microbacteriac 
ref |NR_026032.1 


eae. 
ref |NR_025947.1 


aceae; Pseudomon 


Succinivibrionaceae; 


Pseudomonas graminis 


59 Pseudomonas graminis Bacteria; 
Pseudomonas. 


Xanthomonas codiaei 


89 Xanthomonas codiaei Bacteria; 
Xanthomonas. 


Xanthomonas bromi 


41 Xanthomonas bromi Bacteria; 
Xanthomonas. 


Xanthomonas cassavae 


93 Xanthomonas cassavae Bacteria; 
Xanthomonas. 


Xanthomonas 
5 Xanthomonas 


Xanthomonadaceae; 


Xanthomonas cucurbitae 


97 Xanthomonas cucurbitae Bacteria; 
Xanthomonas. 


Xanthomonas hortorum 


49 Xanthomonas hortorum Bacteria; 
Xanthomonas. 


Xanthomonas pisi 


01 Xanthomonas pisi Bacteria; 
Xanthomonas. 


Xanthomonas vasicola 


03 Xanthomonas vasicola Bacteria; 
Xanthomonas. 


Xanthomonas populi 


16 Xanthomonas populi Bacteria; 
Xanthomonas. 


Xanthomonas oryzae 


68 Xanthomonas oryzae Bacteria; 


as. 
Xanthomonas fragariae 


20 Xanthomonas fragariae Bacteria; 


as. 
Xanthomonas axonopodis 


72 Xanthomonas axonopodis Bacteria; 


as. 
Xanthomonas 
2 Xanthomonas 
omonadaceae; 


Gordonia hydrophobica 
ia hydrophobica 
ordoniaceae; Gordonia. 
Promicromonospora 
romonospora citrea 


Promicromonosporaceae H 


Actinotalea fermentans 


02 Actinotalea fermentans Bacteria; 


eae; Actinotalea. 
Rathayibacter rathayi 
rathayi Bacteria; 

eae; Rathayibacter. 
Rathayibacter tritici 
tritici Bacteria; 

eae; Rathayibacter. 
Pasteurella aerogenes 


20 Pasteurella aerogenes Bacteria; 


Pseudomonas flavescens 


05 Pseudomonas flavescens Bacteria; 


as. 
Helicobacter muridarum 


ref |NR_025939.1 


3821543 3823020 Helicobacter muridarum Bacteria; 


489970 Bacteria_16S 


strain HY-35-12 1 
Firmicutes; 


strain HKI0088 16 


489970 Bacteria_16S 
ulcerans strain N 
ulcerans Bacteria 
Corynebacteriacea 
489970 Bacteria_16S 
ferralitis strain 
ferralitis Bacter 
Streptomycetaceae 
489970 Bacteria_16S 


aquilae strain S- 
Bacteria; Actinob 
Corynebacterium. 


ridia; Clostridiales; Clostridiaceae; Clostridium. 
66246 66184 34 94 gi|265679020|ref|NR_029328.1| Bogoriella caseolytica 
S ribosomal RNA, partial sequence 65168 66643 Bogoriella caseolytica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Bogoriellaceae; Bogoriella. 
117886 117804 14 94 gi|265678984|ref|NR_029292.1| Corynebacterium 
CTC 7910 16S ribosomal RNA, partial sequence 116781 118270 Corynebacterium 
; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 
410032 409970 34 94 gi| 265678782 |ref|NR_029087.1| Streptomyces 
SFOp68 16S ribosomal RNA, partial sequence 408966 410455 Streptomyces 
ia; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
; Streptomyces. 
552766 552684 14 94 gi|265678684|ref|NR_028989.1| Corynebacterium 
613 16S ribosomal RNA, partial sequence 551703 553077 Corynebacterium aquilae 


489970 Bacteria_16S 


pluranimalium str 
pluranimalium Bac 
Actinomycetaceae; 


489970 Bacteria_16S 
paurometabolica strain YIM 90007 16S ribosomal RNA, par 

Saccharomonospora paurometabolica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Saccharomonospor 


Pseudonocardineae 


489970 Bacteria_16S 


strain K24 16S ri 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
489970 Bacteria_16S 


strain IFM 10035 


CMS 81 16S riboso: 
Actinobacteridae; 


spheniscorum stra 
spheniscorum Bact 
Corynebacteriacea 


489970 Bacteria_16S 


doudoroffii strai 
doudoroffii Bacte 


489970 Bacteria_16S 


bernardiae strain 
bernardiae Bacter 
Arcanobacterium. 


489970 Bacteria_16S 


subsp. albus stra 
subsp. albus Bact 
Streptomycetaceae 


489970 Bacteria_16S 


felinum strain CC 
felinum Bacteria; 
Corynebacteriacea 


489970 Bacteria_16S 


hippocoleae strai 
hippocoleae Bacte 
Actinomycetaceae; 


489970 Bacteria_16S 


testudinoris stra 
testudinoris Bact 
Corynebacteriacea 


489970 Bacteria_16S 


strain CCUG 41706 


Clost 
489970 Bacteria_16S 


4025817 4025722 1 94 gi 


Pseudonocardiaceae; 
861717 861655 34 94 
bosomal RNA, partial sequence 


v 


gi 


1039414 1039352 34 94 gi 


1137604 1137510 1 
mal RNA, complete sequence 


94 gi 


1451006 1450924 14 94 gi 


e; Corynebacterium. 

1455536 1455474 34 94 gi 
n MBIC1298 16S ribosomal RNA, partial 

ria; Proteobacteria; Gammaproteobacter 
1458407 1458345 34 94 gi 
LCDC 89/0504 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 


1474990 1474928 34 94 gi 
in DSM 40313 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Streptomyces. 

1771177 1771095 14 94 gi 
UG 39943 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

1848868 1848786 14 94 gi 
n CCUG 44697 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
Arcanobacterium. 

1859328 1859246 14 94 gi 
in CCUG 41823 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
e; Corynebacterium. 

1952285 1952203 14 94 gi 
16S ribosomal RNA, partial sequence 


’ 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


489970 Bacteria_16S 


auriscanis strain 
auriscanis Bacter 
Corynebacteriacea 


489970 Bacteria_16S 


1953739 1953657 14 94 gi 
CCUG 39784 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 
1981010 1980928 14 


94 gi 


219846206 


6S ribosomal RNA, partial sequence 4024698 40261 


acteria; Actinobacteridae; Actinomycetales; Corynebacterineae; C 

669331 669249 14 94 gi| 265678603 |ref|NR_028908.1 

ain M430/94/2 16S ribosomal RNA, partial sequence 668320 669706 

teria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 
Arcanobacterium. 

740656 740563 3 94 gi|265678554|ref|NR_028858.1 

tial sequence 739522 


a. 
265678471 


860647 86213 
donocardin 


265678352 


16S ribosomal RNA, partial sequence 1038318 10398 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 


253680765 


1136447 1137959 Leifs 
Actinomycetales; Micrococcineae; Micr 
489970 Bacteria_16S 
in PG 39 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


obacteriac 
224581420 
quence 


, 


224581417 
sequence 

ia; Aeromo 
224581414 
al sequenc 
Actinomyce 


219878476 
1 sequence 
; Actinomy 
219878357 
quence 

inomycetal 


219878303 
1 sequence 
Actinomyc 


219878295 
al sequenc 
; Actinomy 
219878227 
19511 
nomycineae 
219878226 
sequence 
Actinomyce 


219878208 


nebacterin 


Actinomy 


ref|NR_025796.1 


ref|NR_028774.1 
0 Amycolatopsis 
eae; Pseudonocar 
ref|NR_028654.1 


Nocardiacea 
NR_028013.1 
aurea Bacte 
eae; Leifsonia. 
ref|NR_027201.1 

1449903 14513 
cetales; Coryne 


eae; 
ref 
onia 


b 


ref|NR_027198.1 

1454432 145591 
nadales; Aeromon 
ref|NR_027195.1 
e 1457334 14587 
tales; Actinomy: 


Cc 


ref|NR_025615.1 
1473916 14754 
cetales; Strept 


fo} 


ref|NR_025496.1 
1770072 177148 
es; Corynebacter 
ref |NR_025442.1 
1847763 184924 
etales; Actinomy 


ref|NR_025434.1 
e 1858220 185970 
cetales; Coryneb 


ref|NR_025366.1 
63 1952590 Actino 
; Actinomycetace 
ref|NR_025365.1 

1952641 195404 
tales; Corynebac 


orynebacteriaceae; 


Arcanobacterium 
Arcanobacterium 
mycineae; 


Saccharomonospora 
740995 


sacchari Bacteria; 


e; Nocardia. 


ria; Actinobacteria; 


Corynebacterium 
6 Corynebacterium 
acterineae; 


Oceanimonas 
5 Oceanimonas 
adaceae; 

Arcanobacterium 
5 Arcanobacterium 


Streptomyces albus 
4 Streptomyces albus 
mycineae; 


Corynebacterium 
6 Corynebacterium 
ineae; 


Arcanobacterium 
8 Arcanobacterium 
cineae; 


Corynebacterium 
1 Corynebacterium 
acterineae; 


Actinomyces canis 


ae; Actinomyces. 
Corynebacterium 

7 Corynebacterium 

terineae; 


ref |NR_025347.1 


Arcanobacterium 


haemolyticum strain CIP 103370 16S ribosomal RNA, partial sequence 1979903 1981385 Arcanobacterium 
haemolyticum DSM 20595 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; 


Arcanobacterium. 


Clostridium jejuense 
32 Clostridium jejuense Bacteria; 


Amycolatopsis sacchari 


diaceae; Amycolatopsis. 
Nocardia arthritidis 
31 Nocardia arthritidis Bacteria; 


Leifsonia aurea strain 


Oceanimonas. 


ineae; Actinomycetaceae; 


myces canis Bacteria; 


489970 Bacteria_16S 2031293 2031211 14 94 gi|219878175|ref|NR_025314.1| Corynebacterium 
variabile strain DSM 20132 16S ribosomal RNA, partial sequence 2030195 2031630 Corynebacterium 
variabile Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

489970 Bacteria_16S 2174445 2174383 34 94 gi|219857619|ref|NR_025208.1| Rhodococcus 
aetherivorans strain 10bc312 16S ribosomal RNA, partial sequence 2173451 2174859 Rhodococcus 
aetherivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

489970 Bacteria_16S 2324894 2324812 14 94 gi|219857513|ref|NR_025101.1| Corynebacterium casei 
strain LMG S-19264 16S ribosomal RNA, partial sequence 2323867 2325209 Corynebacterium casei 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

489970 Bacteria_16S 2358042 2357980 34 94 gi|219857489|ref|NR_025077.1| Propioniferax innocua 
strain ATCC 49929 16S ribosomal RNA, partial sequence 2356968 2358432 Propioniferax innocua 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propioniferax. 

489970 Bacteria_16S 2609904 2609842 34 94 gi|219857259|ref|NR_024890.1| Amycolatopsis 
thermoflava strain N1165 16S ribosomal RNA, partial sequence 2608828 2610322 Amycolatopsis 
thermoflava Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Amycolatopsis. 

489970 Bacteria_16S 2669188 2669106 14 94 gi|219857211|ref|NR_024839.1| Saccharopolyspora 
spinosa strain DSM 44228 16S ribosomal RNA, partial sequence 2668117 2669581 Saccharopolyspora 
spinosa Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Pseudonocardiaceae; Saccharopolyspora. 

489970 Bacteria_16S 2772682 2772620 34 94 gi|219857136|ref|NR_024764.1| Streptomyces 
venezuelae strain JCM 4526 16S ribosomal RNA, partial sequence 2771601 2773083 Streptomyces 
venezuelae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 3148744 3148662 14 94 gi|219846823|ref|NR_026415.1| Corynebacterium 
falsenii CCUG 33651 16S ribosomal RNA, partial sequence 3147642 3149116 Corynebacterium falsenii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

489970 Bacteria_16S 3202165 3202083 14 94 gi| 219846787 |ref|NR_026379.1| Corynebacterium phocae 
strain M408/89/1 16S ribosomal RNA, partial sequence 3201064 3202450 Corynebacterium phocae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

489970 Bacteria_16S 3236901 3236839 34 94 gi|219846763|ref|NR_026355.1| Streptomyces 
griseocarneus strain DSM 40004 16S ribosomal RNA, complete sequence 3235806 3237320 Streptomyces 
griseocarneus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 3448532 3448470 34 94 gi|219846611|ref|NR_026203.1| Streptomyces 
subrutilus strain DSM 40445 16S ribosomal RNA, complete sequence 3447437 3448952 Streptomyces 
subrutilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 3457819 3457757 34 94 gi|219846605|ref|NR_026197.1| Nesterenkonia halobia 
strain DSM 20541 16S ribosomal RNA, partial sequence 3456719 3458169 Nesterenkonia halobia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Nesterenkonia. 
489970 Bacteria_16S 3485078 3485016 34 94 gi|219846586|ref|NR_026178.1| Streptomyces galbus 
strain DSM 40089 16S ribosomal RNA, partial sequence 3483983 3485499 Streptomyces galbus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
489970 Bacteria_16S 3486645 3486583 34 94 gi| 219846585 |ref|NR_026177.1| Streptomyces 
bikiniensis strain DSM 40581 16S ribosomal RNA, partial sequence 3485550 3487066 Streptomyces 
bikiniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 3927795 3927733 34 94 gi|219846276|ref|NR_025866.1| Streptomyces 
acidiscabies strain RL-110 16S ribosomal RNA, complete sequence 3926691 3928220 Streptomyces 
acidiscabies Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 4110390 4110328 34 94 gi|219846145|ref|NR_025735.1| Kribbella jejuensis 
strain HD9 16S ribosomal RNA, partial sequence 4109294 4110810 Kribbella jejuensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Nocardioidaceae; Kribbella. 
489970 Bacteria_16S 367285 367200 1 85 gi|265678810|ref|NR_029115.1| Idiomarina 
fontislapidosi strain F23 16S ribosomal RNA, partial sequence 366150 367594 Idiomarina 
fontislapidosi Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; 
Idiomarina. 

489970 Bacteria_16S 1547801 1547716 1 85 gi|219857260|ref|NR_024891.1| Idiomarina abyssalis 
strain KMM 227 16S ribosomal RNA, partial sequence 1546665 1548129 Idiomarina abyssalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

489970 Bacteria_16S 2655769 2655688 15 94 gi|219857221|ref|NR_024849.1| Corynebacterium 
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489970 Bacteria_16S 2714149 2714084 31 94 gi|219857179|ref|NR_024807.1| Enhygromyxa salina 
strain SHK-1 16S ribosomal RNA, partial sequence 2713036 2714515 Enhygromyxa salina Bacteria; 
Proteobacteria; Deltaproteobacteria; Myxococcales; Enhygromyxa. 

489970 Bacteria_16S 3052536 3052471 31 94 gi| 219846887 |ref|NR_026479.1| Malonomonas rubra 
strain GraMall 16S ribosomal RNA, complete sequence 3051418 3052942 Malonomonas rubra Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; Malonomonas. 

489970 Bacteria_16S 3208151 3208070 15 94 gi|219846783|ref|NR_026375.1| Corynebacterium 
sundsvallense strain CCUG 36622 16S ribosomal RNA, partial sequence 3207052 3208519 Corynebacterium 
sundsvallense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

489970 Bacteria_16S 3489769 3489704 31 94 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
strain DSM 7345 16S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 

489970 Bacteria_16S 3521505 3521440 31 94 gi|219846562|ref|NR_026154.1| Pelobacter 
acidigallici strain DSM 2377 16S ribosomal RNA, partial sequence 3520389 3521882 Pelobacter 
acidigallici Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

489970 Bacteria_16S 3602549 3602488 34 94 gi|219846505|ref|NR_026097.1| Actinomyces 
hyovaginalis strain BM 1192/5 16S ribosomal RNA, partial sequence 3601450 3602945 Actinomyces 
hyovaginalis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

489970 Bacteria_16S 3983869 3983784 1 85 gi|219846236|ref|NR_025826.1| Idiomarina seosinensis 
strain CL-SP19 16S ribosomal RNA, partial sequence 3982735 3984197 Idiomarina seosinensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

489970 Bacteria_16S 200142 200049 1 94 gi|265678930|ref|NR_029238.1| Pelobacter 
acetylenicus strain WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 Pelobacter 
acetylenicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Pelobacteraceae; 
Pelobacter. 

489970 Bacteria_16S 280908 280815 1 94 gi|265678873|ref|NR_029179.1| Geobacter 
sulfurreducens strain PCA 16S ribosomal RNA, partial sequence 279814 281221 Geobacter 
sulfurreducens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Geobacteraceae; 
Geobacter. 

489970 Bacteria_16S 511553 511460 1 94 gi|265678711|ref|NR_029016.1| Geobacillus debilis 
strain Tf 16S ribosomal RNA, partial sequence 510382 511906 Geobacillus debilis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

489970 Bacteria_16S 759448 759355 1 94 gi|265678540|ref|NR_028844.1| Alysiella filiformis 
strain Al 16S ribosomal RNA, partial sequence 758305 759815 Alysiella filiformis Bacteria; 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Alysiella. 

489970 Bacteria_16S 1505324 1505231 1 94 gi|219846440|ref|NR_026031.1| Eubacterium saphenum 
ATCC 49989 strain 164-47 16S ribosomal RNA, partial sequence 1504208 1505550 Eubacterium saphenum 
ATCC 49989 Bacteria; Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

489970 Bacteria_16S 1860874 1860781 1 94 gi|219878294|ref|NR_025433.1| Alteromonas 
stellipolaris strain LMG 21861 16S ribosomal RNA, partial sequence 1859752 1861233 Alteromonas 
stellipolaris Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Alteromonas. 
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489970 Bacteria_16S 4240096 4240003 1 94 gi|219846042|ref|NR_025632.1| Methylobacterium 
hispanicum strain GP34 16S ribosomal RNA, partial sequence 4239011 4240418 Methylobacterium hispanicum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; Methylobacterium. 
489970 Bacteria_16S 1119 1024 1 94 gi|265679063|ref|NR_029371.1| Saccharomonospora 
cyanea strain NA134 16S ribosomal RNA, partial sequence L 1489 Saccharomonospora cyanea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

489970 Bacteria_16S 2658 2563 1 94 gi|265679062|ref|NR_029370.1| Saccharomonospora 
azurea strain NA128 16S ribosomal RNA, partial sequence 1539 3029 Saccharomonospora azurea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharomonospora. 

489970 Bacteria_16S 11468 11405 13 76 gi| 265679056 |ref|NR_029364.1| Desulfovibrio 
longreachensis strain 16910a 16S ribosomal RNA, complete sequence 10342 11910 Desulfovibrio 
longreachensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

489970 Bacteria_16S 91665 91570 1 94 gi|265679002|ref|NR_029310.1| Natroniella acetigena 
strain Z-7937 16S ribosomal RNA, partial sequence 90540 92000 Natroniella acetigena Bacteria; 
Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Natroniella. 

489970 Bacteria_16S 110089 109994 1 94 gi| 265678989 |ref|NR_029297.1| Kocuria varians strain 
G33 16S ribosomal RNA, partial sequence 108968 110448 Kocuria varians Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

489970 Bacteria_16S 119420 119325 1 94 gi| 265678983 |ref|NR_029291.1| Cellulosimicrobium 
cellulans strain DSM 43879 16S ribosomal RNA, partial sequence 118321 119772 Cellulosimicrobium 
cellulans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Promicromonosporaceae; Cellulosimicrobium. 

489970 Bacteria_16S 120921 120826 1 94 gi| 265678982 |ref|NR_029290.1| Cellulomonas uda 
strain 136 16S ribosomal RNA, partial sequence 119823 121322 Cellulomonas uda Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
489970 Bacteria_16S 145232 145137 1 94 gi|265678966|ref|NR_029274.1| Jonesia denitrificans 
strain 55134 16S ribosomal RNA, partial sequence 144082 145595 Jonesia denitrificans Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Jonesiaceae; Jonesia. 

489970 Bacteria_16S 163437 163342 1 94 gi|265678954|ref|NR_029262.1| Brevibacterium 
epidermidis strain P159 16S ribosomal RNA, partial sequence 162334 163815 Brevibacterium epidermidis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

489970 Bacteria_16S 178727 178632 1 94 gi|265678944|ref|NR_029252.1| Aeromonas punctata 
strain ATCC 15468 16S ribosomal RNA, partial sequence 177564 179023 Aeromonas punctata Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

489970 Bacteria_16S 191000 190905 1 94 gi|265678936|ref|NR_029244.1| Methylomicrobium album 
strain BG8 16S ribosomal RNA, partial sequence 189853 191306 Methylomicrobium album Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomicrobium. 

489970 Bacteria_16S 246298 246203 1 94 gi| 265678898 |ref|NR_029206.1| Rhodococcus 
coprophilus strain CUB 687 16S ribosomal RNA, partial sequence 245166 246646 Rhodococcus 
coprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; 
Rhodococcus. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Rhodoglobus. 
489970 Bacteria_16S 613282 613187 1 94 gi|265678643|ref|NR_028948.1| Psychrobacter 
nivimaris strain 88/2-7 16S ribosomal RNA, partial sequence 612130 613627 Psychrobacter nivimaris 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 

489970 Bacteria_16S 631483 631388 1 94 gi|265678630|ref|NR_028935.1| Kytococcus schroeteri 
strain Muenster 2000 16S ribosomal RNA, partial sequence 630349 631823 Kytococcus schroeteri 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Kytococcus. 
489970 Bacteria_16S 636046 635951 1 94 gi| 265678627 |ref|NR_028932.1| Knoellia subterranea 
strain HKI 0120 16S ribosomal RNA, partial sequence 634924 636402 Knoellia subterranea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

489970 Bacteria_16S 637577 637482 1 94 gi|265678626|ref|NR_028931.1| Knoellia sinensis 
strain HKI 0119 16S ribosomal RNA, partial sequence 636453 637931 Knoellia sinensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Knoellia. 

489970 Bacteria_16S 643786 643691 1 94 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

489970 Bacteria_16S 646914 646819 1 94 gi|265678620|ref|NR_028925.1| Arthrobacter roseus 
strain CMS90 16S ribosomal RNA, partial sequence 645783 647259 Arthrobacter roseus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

489970 Bacteria_16S 648446 648351 1 94 gi|265678619|ref|NR_028924.1| Kocuria polaris strain 
CMS 760r 16S ribosomal RNA, partial sequence 647310 648789 Kocuria polaris Bacteria; Actinobacteria; 
Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Kocuria. 

489970 Bacteria_16S 655764 655669 1 94 gi|265678613|ref|NR_028918.1| Psychrobacter 
proteolyticus strain 116 16S ribosomal RNA, partial sequence 654656 656081 Psychrobacter 
proteolyticus Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


489970 Bacteria_16S 1491881 1491787 1 


saccharolyticum WM1 16S ribosomal RNA, partial sequence 
Clostridiales; 


WM1 Bacteria; Firmicutes; Clostridia; 
489970 Bacteria_16S 1512793 1512718 1 


94 


94 


76 


strain 8025 16S ribosomal RNA, partial sequence 


489970 Bacteria_16S 
subsp. 
subsp. 
489970 Bacteria_16S 


1571634 1571539 1 


smithia Bacteria; Proteobacteria; 
1603899 1603804 1 


picturae strain LMG 22061 16S ribosomal RNA, partial sequence 


picturae Bacteria; 
Brevibacterium. 
489970 Bacteria_16S 
strain 16351 16S 
Firmicutes; Clostridia; 
489970 Bacteria_16S 


1670784 1670689 1 


Clostridiales; 
1722642 1722547 1 


94 


94 


94 


ribosomal RNA, partial sequence 


94 


strain NF11 16S ribosomal RNA, partial sequence 


489970 Bacteria_16S 1724183 1724088 1 


94 


strain NF23 16S ribosomal RNA, partial sequence 


489970 Bacteria_16S 1763758 1763663 1 


Dermabacteraceae; Brachybacterium. 
489970 Bacteria_16S 1769664 1769570 1 


94 


94 


strain 525 16S ribosomal RNA, partial sequence 


489970 Bacteria_16S 1772587 1772520 29 


strain ISP 5293 16S ribosomal RNA, partial sequence 1771537 17729 
Actinobacteria; Actinobacteridae; Actinomycetales; 


489970 Bacteria_16S 1774085 1774018 29 


roseoviolaceus strain ISP 5277 16S ribosomal RNA, partial 
roseoviolaceus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
489970 Bacteria_16S 


Streptomyces. 
1789150 1789055 1 


94 


94 


94 


gi 
11 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


gi 
12 


gi 


gi 


Streptomycetaceae; 
ref 
complete sequence 1360461 1361925 Acidi 
DSM 10331 Bacteria; Actinobacteria; Acidimicrobidae; Acidimicrobiales; 


gi 


gi 


gi 


gi 


gi 


1460297 14618 


gi 


gi 


1511717 15130 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
ref 


gi 


smithia strain AS20/1/1 16S ribosomal RNA, partial 


gi 


gi 


1669639 16711 
Clostridiaceae; 


gi 


1721510 17230 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
ref 
41 Psychrobacter 


gi 


1723051 17245 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
ref 
paraconglomeratum strain LMG 19861 16S ribosomal RNA, partial sequence 
paraconglomeratum Bacteria; Actinobacteria; Actinobacteridae; 


gi 


gi 


1768558 17700 
Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; 


gi 


228716012 


219846091 


219846893 


228721493 


228719712 


224581443 


224581435 


224581423 


224581412 


219846902 


219878127 


219878156 
sequence 


Gammaproteobacteria; Aeromonadales; 
ref 


219878475 


Actinobacteria; Actinobacteridae; Actinomycetales; 


219878428 


Clostridium. 


219878393 


219878392 


219878363 


219878358 


219878355 


Streptomycineae; 


gi 


gi 


219878354 
sequence 


219878343 


saxobsidens strain BC448 16S ribosomal RNA, partial sequence 
saxobsidens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Geodermatophilaceae; 


Blastococcus. 


ref 
87922 1189382 Yersinia frederiksenii ATCC 33641 
Enterobacteriaceae; 
ref 
79854 1281210 Aeromicrobium 
Propionibacterineae; 


ref 
1297919 1299312 Brevi 
Brevibacteriaceae; 
ref 
16S ribosomal 


ref 
Pi2-20 16S ribosomal RNA, partial sequence 1422215 1423690 Psychrobacter maritimus 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Ps 
ref 
16S ribosomal RNA, partial sequence 1429972 1431466 Phocoenobacter uteri Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
ref 
1445391 1446881 Psychrobacter 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
ref 
11 Kocuria carniphila Bacteria; 


ref 
1490749 1492247 Clostr 
Clostridiaceae; 
ref 
77 Histophilus somni Bacteria; 


ref 
36 Clostridium bolteae Bacteria; 


ref 
00 Psychrobacter 


Actinomycetales; Mi 
ref 
21 Nautilia lithotrophica Bacteria; 
Nautilia. 
ref 
83 Streptomyces 
ref 


Actinomycetales; 


ref 


Frankineae; 


NR_027544.1 


NR_025681.1 


NR_026485.1 


NR_027616.1 


RNA, partial sequence 


Nakamurellaceae; 


Yersinia frederiksenii 


Yersinia. 
Aeromicrobium marinum 
marinum DSM 15272 
Nocardioidaceae; 


Brevibacterium avium 


bacterium avium Bacteria; 


Brevibacterium. 
Streptomyces 
1307063 


Bacteria; Actinobacteria; 


Streptomyc 
NR_027584.1 


NR_027225.1 


NR_027217.1 


Phocoenobac 
NR_027204.1 


NR_027193.1 


Micrococcaceae 
NR_026494.1 


Clostridium. 
NR_025266.1 


Histophilus 
NR_025295.1 
1570477 157198 
Aero. 
NR_025614.1 
1602772 160426 
Micrococcin 


NR_025567.1 


NR_025532.1 


Psychrobacte 
NR_025531.1 


Psychrobacte 
NR_025502.1 
176264 


NR_025497.1 


NR_025494.1 


Streptomyceta 


es. 
Acidimicrobium 


microbium ferrooxidans 
Acidimicrobineae; 


Psychrobacter 


ychrobacter. 
Phocoenobacter uteri 


ter. 
Psychrobacter arenosus 
arenosus Bacteria; 


Psychrobacter. 


Kocuria carniphila 


; Kocuria. 
Clostridium 
idium saccharolyticum 


Histophilus somni 


Aeromonas salmonicida 
1 Aeromonas salmonicida 
monadaceae; Aeromonas. 

Brevibacterium 
4 Brevibacterium 
eae; Brevibacteriaceae; 


Clostridium bolteae 


Psychrobacter luti 
luti Bacteria; 
r. 
Psychrobacter 
fozii Bacteria; 
r. 
Brachybacterium 

5 1764116 Brachybacterium 
crococcineae; 


fozii 


Nautilia lithotrophica 


Streptomyces arenae 


arenae Bacteria; 


ceae; Streptomyces. 


NR_025493.1 
1773034 177448 
Strep 


Streptomyces 
1 Streptomyces 
tomycineae; 


Blastococcus 


NR_025482.1 
1788037 178951 


9 Blastococcus 


489970 Bacteria_ 
stellifer strain 
Bacteria; 
489970 Bacteria_ 
marincola strain 


marincola Bacteri 


489970 Bacteria_ 


submarinus strain 
submarinus Bacter 
489970 Bacteria_16S 
strain DSM 3132 1 
Clost 
489970 Bacteria_16S 
kongjuensis strai 
kongjuensis Bacte 
Pseudonocardiacea 
489970 Bacteria_16S 
urogenitalis stra 
urogenitalis Bact 


Firmicutes; 


Actinomycetaceae; 


489970 Bacteria_16S 
strain 95Al 16S r 
G 


Proteobacteria; 


Serratia. 


489970 Bacteria_16S 
strain DSM 4576 1 
G 
489970 Bacteria_16S 


Proteobacteria; 


strain DSM 30118 
Proteobacteria; 


Firmicu 


G 
489970 Bacteria_16S 


ibosomal RNA, complete sequence 


1990434 1990359 1 76 gi 


cteria; Proteobacteria; 


1993525 19934501 76 gi 
ammaproteobacteria; Enterobacteriales; 
1998153 1998078 1 76 gi 


ammaproteobacteria; Enterobacteriales; 
1999692 19996171 76 gi 


rain DSM 4543 16S ribosomal RNA, parti 
Gammaproteobac 


1961654 19631 
ammaproteobacteria; Pasteurellales; Pa 
489970 Bacteria_16S 
proteamaculans st 
proteamaculans Ba 


teria; 


219878200 


6S ribosomal RNA, partial sequence 1992387 19938 
nterobac 


E 
219878197 


16S ribosomal RNA, partial sequence 1997016 19985 
nterobac 


E 
219878196 


Ent 


erobacteriales; 


ref |NR_025339.1 


teri 
ref 


aceae; Serr 
NR_025336.1 


teri 
ref 


aceae; Prote 
NR_025335.1 


16S 1801354 1801271 13 94 gi|219878335|ref|NR_025474.1| Paenibacillus 
IS1 16S ribosomal RNA, partial sequence 1800219 1801737 Paenibacillus stellifer 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 
16S 1826029 1825934 1 94 gi|219878319|ref|NR_025458.1| Psychrobacter 
KMM 277 16S ribosomal RNA, partial sequence 1824887 1826314 Psychrobacter 
a; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
16S 1827507 1827412 1 94 gi|219878318|ref|NR_025457.1| Psychrobacter 
KMM 225 16S ribosomal RNA, partial sequence 1826365 1827792 Psychrobacter 
ia; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Psychrobacter. 
1885502 1885407 1 94 gi|219878276|ref|NR_025415.1| Sporomusa acidovorans 
6S ribosomal RNA, partial sequence 1884339 1885866 Sporomusa acidovorans Bacteria; 
ridia; Clostridiales; Veillonellaceae; Sporomusa. 
1924742 1924647 1 94 gi|219878245|ref|NR_025384.1| Pseudonocardia 
n LM 157 16S ribosomal RNA, partial sequence 1923611 1925122 Pseudonocardia 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 
1955239 1955144 1 94 gi|219878225|ref|NR_025364.1| Actinomyces 
in CCUG 38702 16S ribosomal RNA, partial sequence 1954098 1955520 Actinomyces 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomyces. 
1962811 1962736 1 76 gi|219878220|ref|NR_025359.1| Pasteurella skyensis 


86 Pasteurella skyensis Bacteria; 


steurellaceae; Pasteurella. 
219878202|ref|NR_025341.1| Serratia 
al sequence 1989290 1990791 Serratia 


Enterobacteriaceae; 


Serratia fonticola 


76 Serratia fonticola Bacteria; 
a 


tia. 
Proteus vulgaris 


10 Proteus vulgaris Bacteria; 


us. 
Pragia fontium strain 


DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 

489970 Bacteria_16S 2001226 20011511 76 gi|219878195|ref|NR_025334.1| Obesumbacterium 
proteus strain 42 16S ribosomal RNA, partial sequence 2000096 2001585 Obesumbacterium proteus 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Obesumbacterium. 
489970 Bacteria_16S 2013527 2013432 1 94 gi| 219878187 |ref|NR_025326.1| Hyphomonas 
jannaschiana strain ATCC 33883 16S ribosomal RNA, partial sequence 2012455 2013864 Hyphomonas 
jannaschiana Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
489970 Bacteria_16S 2014987 2014892 1 94 gi| 219878186 |ref|NR_025325.1| Hyphomonas polymorpha 
strain DSM 2665 16S ribosomal RNA, partial sequence 2013915 2015324 Hyphomonas polymorpha Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

489970 Bacteria_16S 2026917 2026822 1 94 gi|219878178|ref|NR_025317.1| Aeromonas popoffii 
strain LMG 317541 16S ribosomal RNA, partial sequence 2025759 2027165 Aeromonas popoffii Bacteria; 
Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Aeromonas. 

489970 Bacteria_16S 2035871 2035776 1 94 gi|219878171|ref|NR_025310.1| Rothia nasimurium 
strain CCUG 35957 16S ribosomal RNA, partial sequence 2034753 2036233 Rothia nasimurium Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Rothia. 

489970 Bacteria_16S 2057514 2057447 29 94 gi|219878153|ref|NR_025292.1| Streptomyces 
somaliensis strain DSM 40738 16S ribosomal RNA, partial sequence 2056438 2057920 Streptomyces 
somaliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 2059053 2058986 29 94 gi|219878152|ref|NR_025291.1| Streptomyces 
thermocoprophilus strain B19 16S ribosomal RNA, partial sequence 2057971 2059469 Streptomyces 
thermocoprophilus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 2062167 2062072 1 94 gi| 219878149 |ref|NR_025288.1| Lamprocystis 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 2061023 2062415 Lamprocystis 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Lamprocystis. 
489970 Bacteria_16S 2077366 2077275 5 94 gi|219878138|ref|NR_025277.1| Propionibacterium 
propionicum strain DSM 43307 16S ribosomal RNA, partial sequence 2076251 2077756 Propionibacterium 
propionicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionibacterium. 

489970 Bacteria_16S 2082036 2081945 5 94 gi|219878135|ref|NR_025274.1| Propionibacterium 
avidum strain DSM 4901 16S ribosomal RNA, partial sequence 2080923 2082426 Propionibacterium avidum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; Propionibacteriaceae; 
Propionibacterium. 

489970 Bacteria_16S 2094192 20941015 94 gi|219878126|ref|NR_025265.1| Thermomonas 


hydrothermalis strain SGM-6 16S ribosomal RNA, partial sequence 


2093069 209454 


6 Thermomonas 


hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 


Thermomonas. 


489970 Bacteria_16S 


strain PK-Blue 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 
maanshanensis str 


maanshanensis Bac 
Nocardiaceae; 


thiodismutans Bac 
Desulfonatronum. 


489970 Bacteria_16S 
thermospinosispor 
thermospinosispor 
Streptomycetaceae 
489970 Bacteria_16S 


venustensis strai 
Bacteria; 


buryatense strain 
Bacteria; Proteob 


489970 Bacteria_16S 


inopinatus strain 
inopinatus Bacter 
Desulfovibrio. 


489970 Bacteria_16S 


strain GB6 16S ri 
Proteobacteria; 


psychrophilus str 
psychrophilus Bac 
Methylobacter. 


489970 Bacteria_16S 


peptonophila stra 
peptonophila Bact 


489970 Bacteria_16S 


subsp. pectinolyt 
salmonicida subsp 
Aeromonadaceae; 


strain DNP505 16S 


Rho 
489970 Bacteria_16S 
thiodismutans str 


Proteob 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


Aeromonas. 
489970 Bacteria_16S 


2168382 2168315 29 94 
S ribosomal RNA, partial sequence 


gi 


Stre 
2195714 2195619 1 94 gi 
ain M712 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
dococcus. 

2236634 2236571 13 76 gi 
ain MLF1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Deltaproteobact 


e; 


2261034 2260967 29 94 gi 
us strain AT10 16S ribosomal RNA, part 
us Bacteria; Actinobacteria; Actinobac 
Streptomyces. 
2264205 2264110 1 94 gi 
n IS04 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Oceanosp 
2278042 2277947 1 94 gi 
5B 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Methyloc 
2415948 2415885 13 76 gi 
HHQ 20 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


v 


e 
oc 


ue 
ar 


2428108 2428013 1 94 
bosomal RNA, partial sequence 
ammaproteobacteria; Aeromonadales; Aer 
2440143 2440048 1 94 gi 
ain Z-0021 16S ribosomal RNA, complete 
teria; Proteobacteria; Gammaproteobact 


gi 


s 
er 


2452371 2452288 13 94 gi 
in KCTC 9740 16S ribosomal RNA, partia 
eria; Firmicutes; Bacillales; Thermoac 
2456917 2456822 1 94 gi 
ica strain 34mel 16S ribosomal RNA, pa 
- pectinolytica Bacteria; Proteobacter 


1 
ti 


rt 
ia 


2497414 2497319 1 94 
ribosomal RNA, partial sequence 


gi 


219857623 
2167280 21687 
pt 
219857602 
qu 


219857575 
qu 
er 


219857559 
ia 
te 


219857557 
en 
Le 

219857548 


219857450 


219857439 
2427049 24283 
omonadacea 
219857428 


219857418 


219857413 


219857385 
2496307 24977 


ref|NR_025212.1 
69 Streptomyces 
e; Streptomyceta 
ref|NR_025190.1 
ence 194621 219603 
Actinomycetales; Coryne 


omycinea 


is} 


ref|NR_025163.1 
2235498 223697 
lfovibrionales; 


ence 
ia; Desu 
ref|NR_025147.1 
1 sequence 2259931 226145 
ridae; Actinomycetales; 


ref|NR_025145.1 
50 2264581 Alcani 
Alcanivoracacea 
ref|NR_025136.1 
2276893 2278392 Methyl 
cales; Methylococcaceae; 
ref 


ce 22630 
illales; 


NR_025038.1 
2414827 241631 
vibrionales; Des 


nce 
Desulfo 
ref|NR_025027.1 
e; Oceanimonas. 
ref|NR_025016.1 


2438995 244052 
ylococcales; Met 


equence 
ia; Meth 


ref|NR_025006.1 

2451243 245274 
ceae; Seinonella 
ref|NR_025001.1 
ence 245578 
roteobacteria; 


sequence 
nomyceta 


ial sequ 
Gammap 


, 


ref |NR_024973.1 


Streptomyces speibonae 


speibonae Bacteria; 


ceae; Streptomyces. 
Rhodococcus 

1 Rhodococcus 

bacterineae; 


Desulfonatronum 
8 Desulfonatronum 
Desulfonatronumaceae; 


Streptomyces 
2 Streptomyces 
Streptomycineae; 


Alcanivorax 

vorax venustensis 

e; Alcanivorax. 

Methylomicrobium 

omicrobium buryatense 
Methylomicrobium. 
Desulfovibrio 

0 Desulfovibrio 

ulfovibrionaceae; 


Oceanimonas baumannii 


44 Oceanimonas baumannii Bacteria; 


Methylobacter 
1 Methylobacter 
hylococcaceae; 


Seinonella 
3 Seinonella 

Aeromonas salmonicida 
3 2457213 Aeromonas 


Aeromonadales; 


Rhodococcus koreensis 


79 Rhodococcus koreensis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Rhodococcus. 
489970 Bacteria_16S 2514200 2514105 1 94 gi|219857368|ref|NR_024956.1| Xylanimicrobium 
pachnodae strain VPCX2 16S ribosomal RNA, partial sequence 2513094 2514560 Xylanimicrobium pachnodae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Promicromonosporaceae; 
Xylanimicrobium. 

489970 Bacteria_16S 2517228 2517133 1 94 gi|219857366|ref|NR_024954.1| Arthrobacter 
chlorophenolicus strain A-6 16S ribosomal RNA, partial sequence 2516115 2517560 Arthrobacter 
chlorophenolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

489970 Bacteria_16S 2535432 2535337 1 94 gi|219857354|ref|NR_024942.1| Friedmanniella 
capsulata strain Ben 108 16S ribosomal RNA, partial sequence 2534307 2535783 Friedmanniella 
capsulata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

489970 Bacteria_16S 2536926 2536831 1 94 gi|219857353|ref|NR_024941.1| Hyphomonas oceanitis 


strain SCH-89 16S 


strain VP-6 16S r 


strain VP-5 16S r 


strain MHS-2 16S 


489970 Bacteria_16S 


ribosomal RNA, partial sequence 
yp 
2538284 2538189 1 94 
ibosomal RNA, partial sequence 


gi 


yp 
2539689 2539594 1 94 
ibosomal RNA, partial sequence 


gi 


yp 
2541019 2540924 1 94 
ribosomal RNA, partial sequence 


gi 


YP 


2535834 25371 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
489970 Bacteria_16S 219857352 
2537193 25385 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
489970 Bacteria_16S 219857351 
2538597 25399 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
489970 Bacteria_16S 219857350 
2539981 25412 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


; Hyphomona 
NR_024940.1 


homonadaceae 


ref 
; Hyphomonas 
NR_024939.1 


homonadaceae 


ref 
; Hyphomonas 
NR_024938.1 


homonadaceae 


ref 


homonadaceae; Hyphomonas 


2563832 2563738 1 94 


gi 


219857335 


ref|NR_024923.1 


42 Hyphomonas oceanitis Bacteria; 
Ss. 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


Hyphomonas hirschiana 


30 Hyphomonas hirschiana Bacteria; 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Helicobacter 


mesocricetorum strain MU97-1514 16S ribosomal RNA, partial sequence 2562731 2564150 Helicobacter 
mesocricetorum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 


Helicobacter. 


489970 Bacteria_16S 2573000 2572905 1 94 gi| 219857286 |ref|NR_024917.1| Clostridium 
methoxybenzovorans strain SR3 16S ribosomal RNA, partial sequence 2571864 2573377 Clostridium 
methoxybenzovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
489970 Bacteria_16S 2574580 2574505 1 76 gi|219857285|ref|NR_024916.1| Desulfovibrio 
aminophilus strain ALA-3 16S ribosomal RNA, partial sequence 2573428 2574957 Desulfovibrio 
aminophilus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

489970 Bacteria_16S 2577696 2577601 1 94 gi|219857283|ref|NR_024914.1| Cellulomonas iranensis 
strain O 16S ribosomal RNA, partial sequence 2576563 2577940 Cellulomonas iranensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
489970 Bacteria_16S 2579125 2579030 1 94 gi|219857282|ref|NR_024913.1| Cellulomonas persica 
strain I 16S ribosomal RNA, partial sequence 2577991 2579369 Cellulomonas persica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Cellulomonadaceae; Cellulomonas. 
489970 Bacteria_16S 2588403 2588308 1 94 gi|219857276|ref|NR_024907.1| Friedmanniella 
spumicola strain Ben 107 16S ribosomal RNA, partial sequence 2587275 2588749 Friedmanniella 
spumicola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

489970 Bacteria_16S 2625403 2625308 1 94 gi|219857248|ref|NR_024878.1| Rhodanobacter 
lindaniclasticus strain RP5557 16S ribosomal RNA, partial sequence 2624254 2625756 Rhodanobacter 
lindaniclasticus Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; 
Rhodanobacter. 

489970 Bacteria_16S 2626922 26268315 94 gi|219857247|ref|NR_024877.1| Tessaracoccus 
bendigoensis strain Benl06 16S ribosomal RNA, partial sequence 2625807 2627271 Tessaracoccus 
bendigoensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Tessaracoccus. 

489970 Bacteria_16S 2715699 2715604 1 94 gi|219857178|ref|NR_024806.1| Psychrobacter 
okhotskensis strain MD17 16S ribosomal RNA, partial sequence 2714566 2716057 Psychrobacter 
okhotskensis Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; 
Psychrobacter. 

489970 Bacteria_16S 2748667 2748572 1 94 gi|219857155|ref|NR_024783.1| Arthrobacter russicus 
strain Al-3 16S ribosomal RNA, partial sequence 2747544 2748884 Arthrobacter russicus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
489970 Bacteria_16S 2780351 2780256 1 94 gi|219857130|ref|NR_024758.1| Thiothrix eikelboomii 
strain AP3 16S ribosomal RNA, partial sequence 2779259 2780679 Thiothrix eikelboomii Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 

489970 Bacteria_16S 2795303 2795220 13 94 gi|219857120|ref|NR_024748.1]| Alkaliphilus 
transvaalensis strain SAGM1 16S ribosomal RNA, partial sequence 2794179 2795571 Alkaliphilus 
transvaalensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Alkaliphilus. 

489970 Bacteria_16S 2970449 2970354 1 94 gi|219846944|ref|NR_026536.1| Friedmanniella 
antarctica strain AA-1042 16S ribosomal RNA, partial sequence 2969338 2970810 Friedmanniella 
antarctica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Nocardioidaceae; Friedmanniella. 

489970 Bacteria_16S 2981125 2981058 29 94 gi|219846936|ref|NR_026528.1| Streptomyces 
thermovulgaris strain R10 16S ribosomal RNA, partial sequence 2980041 2981526 Streptomyces 
thermovulgaris Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 2987264 2987169 1 94 gi|219846932|ref|NR_026524.1| Rhodococcus 
wratislaviensis strain NCIMB 13082 16S ribosomal RNA, partial sequence 2986156 2987629 Rhodococcus 
wratislaviensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Nocardiaceae; Rhodococcus. 

489970 Bacteria_16S 2990320 2990225 1 94 gi|219846930|ref|NR_026522.1| Legionella tucsonensis 
strain 087-AZ-H 16S ribosomal RNA, partial sequence 2989207 2990658 Legionella tucsonensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

489970 Bacteria_16S 3011511 3011416 1 94 gi|219846916|ref|NR_026508.1| Modestobacter 
multiseptatus strain AA826 16S ribosomal RNA, partial sequence 3010413 3011894 Modestobacter 
multiseptatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
Geodermatophilaceae; Modestobacter. 

489970 Bacteria_16S 3032763 3032668 1 94 gi|219846901|ref|NR_026493.1| Clostridium indolis 
strain 7 16S ribosomal RNA, partial sequence 3031628 3033115 Clostridium indolis Bacteria; Firmicutes; 
Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 3088718 3088635 13 94 gi|219846863|ref|NR_026455.1| Natronincola 
histidinovorans strain Z-7940 16S ribosomal RNA, partial sequence 3087607 3089090 Natronincola 
histidinovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Natronincola. 

489970 Bacteria_16S 3093153 3093058 1 94 gi|219846860|ref|NR_026452.1| Kocuria rhizophila 
strain TA68 16S ribosomal RNA, partial sequence 3092041 3093511 Kocuria rhizophila Bacteria; 
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489970 Bacteria_16S 227751 227669 14 94 gi|265678911|ref|NR_029219.1| Mycobacterium 
aichiense strain 49005 16S ribosomal RNA, partial sequence 226632 228087 Mycobacterium aichiense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

489970 Bacteria_16S 229257 229175 14 94 gi|265678910|ref|NR_029218.1| Mycobacterium obuense 
strain 47001 16S ribosomal RNA, partial sequence 228138 229595 Mycobacterium obuense Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
489970 Bacteria_16S 297721 297639 14 94 gi|265678862|ref|NR_029168.1| Mycobacterium terrae 
strain F 628 16S ribosomal RNA, partial sequence 296587 297949 Mycobacterium terrae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
489970 Bacteria_16S 325029 324967 1 63 gi|265678844|ref|NR_029149.1| Prevotella disiens 
strain EUH N 1304-72B 16S ribosomal RNA, partial sequence 323869 325347 Prevotella disiens Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

489970 Bacteria_16S 368719 368657 34 94 gi|265678809|ref|NR_029114.1| Streptomyces 
castelarensis strain BJ-608 16S ribosomal RNA, partial sequence 367645 369119 Streptomyces 
castelarensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 428681 428619 34 94 gi|265678769|ref|NR_029074.1| Corynebacterium 
halotolerans strain YIM70093 16S ribosomal RNA, partial sequence 427586 429077 Corynebacterium 
halotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

489970 Bacteria_16S 436436 436374 34 94 gi|265678764|ref|NR_029069.1| Kitasatospora 
putterlickiae strain F18-98 16S ribosomal RNA, partial sequence 435340 436871 Kitasatospora 
putterlickiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Kitasatospora. 

489970 Bacteria_16S 525191 525129 34 94 gi|265678702|ref|NR_029007.1| Corynebacterium 
ciconiae strain BS13 16S ribosomal RNA, partial sequence 524146 525550 Corynebacterium ciconiae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Corynebacteriaceae; 
Corynebacterium. 

489970 Bacteria_16S 538971 538889 14 94 gi|265678693|ref|NR_028998.1| Mycobacterium 
psychrotolerans strain WA101 16S ribosomal RNA, partial sequence 537853 539333 Mycobacterium 
psychrotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

489970 Bacteria_16S 554203 554141 34 94 gi| 265678683 |ref|NR_028988.1| Streptomyces 
flavogriseus strain CBS 101.34 16S ribosomal RNA, partial sequence 553128 554608 Streptomyces 
flavogriseus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 573989 573927 34 94 gi|265678670|ref|NR_028975.1| Corynebacterium 
tuberculostearicum strain Medalle X 16S ribosomal RNA, partial sequence 572888 574399 Corynebacterium 
tuberculostearicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

489970 Bacteria_16S 579882 579820 34 94 gi|265678666|ref|NR_028971.1| Corynebacterium 
glaucum strain IMMIB R-5091 16S ribosomal RNA, partial sequence 578821 580286 Corynebacterium 
glaucum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

489970 Bacteria_16S 596529 596467 34 94 gi|265678655|ref|NR_028960.1| Actinomyces funkei 
strain CCUG 42773 16S ribosomal RNA, partial sequence 595455 596820 Actinomyces funkei Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
489970 Bacteria_16S 599339 599277 34 94 gi|265678653|ref|NR_028958.1| Streptomyces javensis 
strain B22P3 16S ribosomal RNA, partial sequence 598291 599761 Streptomyces javensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomycetaceae; Streptomyces. 
489970 Bacteria_16S 600869 600807 34 94 gi|265678652|ref|NR_028957.1| Streptomyces 
cangkringensis strain D13P3 16S ribosomal RNA, partial sequence 599812 601293 Streptomyces 
cangkringensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 608551 608489 34 94 gi|265678646|ref|NR_028951.1| Corynebacterium 
appendicis strain IMMIB R-3491 16S ribosomal RNA, partial sequence 607486 608955 Corynebacterium 
appendicis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

489970 Bacteria_16S 623753 623691 34 94 gi|265678636|ref|NR_028941.1| Corynebacterium 
aurimucosum strain IMMIB D-1488 16S ribosomal RNA, partial sequence 622694 624168 Corynebacterium 
aurimucosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

489970 Bacteria_16S 639078 639016 34 94 gi|265678625|ref|NR_028930.1| Stenotrophomonas 
rhizophila strain e-pl0 16S ribosomal RNA, partial sequence 637982 639478 Stenotrophomonas rhizophila 
Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Stenotrophomonas. 
489970 Bacteria_16S 657192 657130 34 94 gi|265678612|ref|NR_028917.1| Streptomyces 


melanosporofacien 
melanosporofacien 
Streptomycetaceae 


s strain NRRL B-12234 16S ribosomal RN 
s Bacteria; Actinobacteria; Actinobact 
Streptomyces. 


, 


489970 Bacteria_16S 
botniense strain E347 16S ribosomal RNA, partial sequence 


714455 714393 34 94 gi 


A, partial 
eridae; Ac 


seq 
tino 


265678573 


ref 


uence 656132 
mycetales; S 


657614 Streptomyces 
treptomycineae; 


NR_028878.1 


Mycobacterium 


713359 714869 Mycobacterium botniense 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 


Mycobacterium. 

489970 Bacteria_16S 
paraffinivorans strain HD321 16S ribosomal RNA, partial 
paraffinivorans Bacteria; Actinobacteria; Actinobacteridae; 
Gordoniaceae; 
489970 Bacteria_16S 


Gordonia. 


777826 777764 34 94 gi 


787026 786964 34 94 gi 


265678528 
sequence 


265678521 


beijiangensis strain YIM6 16S ribosomal RNA, partial sequence 


beijiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
489970 Bacteria_16S 


Streptomyces. 
855521 855459 34 94 gi 


265678475 


microaerophilum strain M 5 16S ribosomal RNA, partial sequence 


microaerophilum Bacteria; Actinobacteria; Actinobacteridae; 
Propionibacteriaceae; Propionibacterium. 
489970 Bacteria_16S 
scopiformis strain A25 16S ribosomal RNA, partial sequence 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomyces. 
489970 Bacteria_16S 


876711 876649 34 94 gi 


969077 969015 34 94 gi 


265678461 


265678398 


cheerisanensis strain YC75 16S ribosomal RNA, partial sequence 


cheerisanensis Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
489970 Bacteria_16S 
danicus strain DB4 16S ribosomal RNA, partial sequence 
Firmicutes; 
489970 Bacteria_16S 

strain JCM 4837 1 


Bacteria; 


str. 


Twist 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 
DSM 9799 16S ribo 
Proteobacteria; 
489970 Bacteria_16S 


Kitasatospora. 
1034869 1034807 34 94 gi 


Bacillales; 


1086084 1086022 34 94 gi 


1134559 1134477 14 94 gi 


1317323 1317261 34 94 gi 


1343387 1343345 34 76 gi 


1426389 1426327 34 94 gi 


265678355 


Actinomycetales; 


Actinomycetales; 


Actinomycetales; 


ref |NR_028832.1| Gordonia 
776745 778221 Gordonia 
Corynebacterineae; 


ref|NR_028825.1| Streptomyces 
785920 787418 Streptomyces 
Streptomycineae; 


ref|NR_028778.1| Propionibacterium 
854408 855931 Propionibacterium 
Propionibacterineae; 


ref|NR_028764.1| Streptomyces 


875686 877087 Streptomyces scopiformis 
Streptomycineae; 


Streptomycetaceae; 


ref|NR_028700.1| Kitasatospora 
967981 969477 Kitasatospora 

Streptomycineae; 

Aneurinibacillus 


ref|NR_028657.1 


1033771 1035187 Aneurinibacillus danicus 


Paenibacillaceae; Aneurinibacillus 
265678319 
6S ribosomal RNA, partial sequence 1085003 1086481 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 
sphenisci strain 
sphenisci Bacteri 


Streptomycineae; Streptomycetaceae; 
253680767 
CECT 5990 16S ribosomal RNA, partial sequence 

a; Actinobacteria; Actinobacteridae; Actinomycetales; 
Corynebacteriaceae; Corynebacterium. 
489970 Bacteria_16S 228715851 
1316224 1317707 Tropheryma whipplei str. Twist 
Micrococcineae; 
228721107 
somal RNA, partial sequence 1342254 1343799 Ferrimonas balearica 
Gammaproteobacteria; Alteromonadales; Ferrimonadaceae; 
224581441 


group; Aneurinibacillus. 
NR_028621.1| Streptomyces tauricus 
tauricus Bacteria; 


ref 


Streptomyces. 
ref|NR_028015.1| Corynebacterium 
1133500 1134881 Corynebacterium 


Corynebacterineae; 


ref|NR_027540.1| Tropheryma whipplei 
Tropheryma. 

NR_027602.1| Ferrimonas balearica 
DSM 9799 Bacteria; 
Ferrimonas. 


NR_027223.1 


ref 


ref Streptomyces 


violaceolatus strain DSM 40438 16S ribosomal RNA, partial sequence 1425302 1426811 Streptomyces 


violaceolatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; 
489970 Bacteria_16S 
coelescens strain AS 4.1594 16S ribosomal RNA, partial 
coelescens Bacteria; Actinobacteria; Actinobacteridae; 
Streptomycetaceae; 
489970 Bacteria_16S 
rimosus strain JCM 4667 16S ribosomal RNA, 
rimosus Bacteria; Actinobacteria; Actinobacterid 
Streptomycetaceae; 
489970 Bacteria_16S 
strain IBS G15036 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetal 
Corynebacterium. 
489970 Bacteria_16S 
afermentans subsp. 


subsp. 
subsp. 


Firmicutes; 


Bacteria; 


489970 Bacteria_16S 


Bacillales; 
489970 Bacteria_16S 
strain ATCC 35185 
Firmicutes; 
489970 Bacteria_16S 
paranensis strain 


Streptomyces. 
1427954 1427892 34 94 gi 


Streptomyces. 
1488823 1488761 34 94 gi 


Streptomyces. 
1490373 1490311 34 94 gi 
16S ribosomal RNA, partial sequence 


1500865 1500803 34 94 gi 


1514294 15142111 85 gi 
ribosomal RNA, partial sequence 


Clostridia; 
1556633 1556571 34 94 gi 


Kitasatospora. 
1559621 1559559 34 94 gi 


ae 


Corynebacterineae; Corynebacteriaceae; C 


Clostridiales; Veillone 


224581440 
sequence 
Actinomycetales; 


219857134 
complet 


219846947 


14892 
es; 


219846622 
afermentans strain CIP 103499 16S ribo 

Corynebacterium afermentans subsp. 
Actinomycetales; 
489970 Bacteria_16S 
strain 34hsl1 16S 


Bacillaceae; Bacillus. 
1524877 1524815 34 94 gi| 219857527 
16S ribosomal RNA, partial sequence 15237 


llaceae; 


219846194 
HKI 0190 16S ribosomal RNA, partial seq 
paranensis Bacteria; Actinobacteria; Actinobacteridae; Ac 
Streptomycetaceae; 


uence 


219846192 


gansuensis strain HKI 0314 16S ribosomal RNA, partial sequence 


gansuensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


somal RNA, complete sequence 
afermentans Bacteria; Actinobacteria; Actinobacteridae; 
orynebacterium. 
219878119 
1513128 15146 


tinomycetales; 


Streptomycineae; 


ref |NR_027222.1| Streptomyces 
1426862 1428376 Streptomyces 

Streptomycineae; 

ref 


NR_024762.1| Streptomyces rimosus 


e sequence 1487741 1489225 Streptomyces rimosus 
; Actinomycetales; 


Streptomycineae; 


ref |NR_026539.1| Corynebacterium durum 
76 1490698 Corynebacterium durum 


Corynebacterineae; Corynebacteriaceae; 


ref|NR_026214.1| Corynebacterium 


1499786 1501111 


ref|NR_025258.1| Bacillus odysseyi 
43 Bacillus odysseyi Bacteria; 


ref|NR_025115.1| Selenomonas sputigena 
42 1525238 Selenomonas sputigena 
Selenomonas. 
ref|NR_025784.1| Kitasatospora 
1555586 1557031 Kitasatospora 
Streptomycineae; 


ref|NR_025782.1| Kitasatospora 
1558576 1560004 Kitasatospora 
Streptomycineae; 


489970 Bacteria_16S 
strain DSM 40258 
Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 1591465 1591403 34 94 


1589917 1589855 34 94 


tubercidicus strain DSM 40261 16S ribosomal RNA, partial 
tubercidicus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; 
489970 Bacteria_16S 


Streptomyces. 


1593013 1592951 34 94 


subsp. paromomycinus strain DSM 41429 16S ribosomal RNA, 
rimosus subsp. paromomycinus Bacteria; Actinobacteria; 


Streptomycineae; Streptomycetaceae; 
489970 Bacteria_16S 
chrestomyceticus 
chrestomyceticus 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 1596106 1596044 34 


Streptomyces. 
1594559 1594497 34 94 


94 


2 
sclerotialus strain DSM 43032 16S ribosomal RNA, partial 
sclerotialus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 1597654 1597592 34 
strain DSM 43049 
Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 1599202 1599140 34 94 


94 


olivaceiscleroticus strain DSM 40595 16S ribosomal RNA, 
olivaceiscleroticus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; 
489970 Bacteria_16S 
strain DSM 40597 
Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 1602298 1602236 34 94 


Streptomyces. 


1600750 1600688 34 94 


purpurogeneiscleroticus strain DSM 43156 16S ribosomal 
Streptomyces purpurogeneiscleroticus Bacteria; Actinobacteria; 


Streptomycineae; Streptomycetaceae; 
489970 Bacteria_16S 


Streptomyces. 
1634083 1634021 34 94 


litoralis strain DSM 15406 16S ribosomal RNA, partial sequence 
litoralis Bacteria; Proteobacteria; Gammaproteobacteria; 


489970 Bacteria_16S 1710396 1710334 34 94 


atypicum strain R2070 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


489970 Bacteria_16S 1736225 1736163 34 94 


vaccimaxillae strain R10176 16S ribosomal RNA, partial 
vaccimaxillae Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 


489970 Bacteria_16S 1775577 1775515 34 94 


longisporus strain ISP 5166 16S ribosomal RNA, partial 
longisporus Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 1815203 1815141 34 

LMG 19981 16S ribosomal RNA, partial sequence 
Proteobacteria; 
489970 Bacteria_16S 


94 


1835007 1834925 14 94 


molinativorax strain ON4 16S ribosomal RNA, partial sequence 
molinativorax Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Gulosibacter. 
489970 Bacteria_16S 1856341 1856279 34 
capitovis strain 


94 


Corynebacteriaceae; Corynebacterium. 
489970 Bacteria_16S 1880733 1880671 34 
vibrioides strain FKBS1 16S ribosomal RNA, 
vibrioides Bacteria; Firmicutes; Clostridia; 
489970 Bacteria_16S 1882313 1882251 34 
strain DSM 2875 1 
Firmicutes; Clostridia; 
489970 Bacteria_16S 
strain DSM 5090 1 
Firmicutes; Clostridia; 
489970 Bacteria_16S 
strain CCUG 41709 
Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 2034305 2034223 14 94 


94 


94 


1883889 1883827 34 


94 


1907973 1907911 34 94 


16S ribosomal RNA, partial sequence 1588843 15903 


16S ribosomal RNA, partial sequence 1596580 15980 
Streptomycinea 


16S ribosomal RNA, partial sequence 1599676 16011 


Gammaproteobacteria; Xanthomonadales; Xanthomonad 


CCUG 39779 16S ribosomal RNA, partial 
capitovis Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


complete sequence 
Clostridiales; 


6S ribosomal RNA, partial sequence 1881182 18827 
Clostridiales; Veillonellaceae; 


6S ribosomal RNA, partial sequence 1882756 18842 
Clostridiales; Veillonellaceae; 


16S ribosomal RNA, partial sequence 


gi|219878485 


Streptomycineae; 


gi|219878484 


219878483 
partial 


gi 


gi|219878482 


strain DSM 40545 16S ribosomal RNA, partial sequ 
Bacteria; Actinobacteria; Actinobacteridae; 


gi|219878481 


gi|219878480 


219878479 
partial s 


gi 


gi| 219878478 
Streptomycinea 

gi| 219878477 
RNA, parti 


gi| 219878454 
Aeromona 
219878401 
17093 
Cory 


gi 


219878384 
sequence 


gi 


219878353 
sequence 
Actinomyc 


gi 


gi|219878326 
1814099 18155 


gi|219878312 


Actinom 


219878297 
sequence 


gi 


gi|219878279 
Vveill 


gi|219878278 


gi|219878277 


219878258 
19068 
Actinomycineae 


gi 


sequence 
Actinomy 


Actinobact 


Acti 


sequence 
Actinomy 


Actinomycetales; 


onel 


ref|NR_025624.1 


ref|NR_025623.1 
1590391 159188 
cetales; 


ref |NR_025622.1 
sequence 159193 


ref|NR_025621.1 
ence 159348 
nomycetales; 


ref|NR_025620.1 
1595032 159652 
cetales; 


ref|NR_025619.1 
77 Streptomyces 
e; Streptomyceta 
ref|NR_025618.1 
equence 159812 


ref|NR_025617.1 
73 Streptomyces 
e; Streptomyceta 
ref|NR_025616.1 
al sequence 


ref|NR_025593.1 

1632974 163447 
dales; Aeromonad 
ref|NR_025540.1 
12 1710793 Coryne 
nebacterineae; C 


ref|NR_025523.1 
1735130 173662 
Actino: 


ref |NR_025492.1 

1774532 177597 
etales; Streptom 
ref|NR_025465.1 
aceae; Fulvimona 
ref|NR_025451.1 


1833888 183531 
ycetales; Microc 


ref |NR_025436.1 
1855266 185659 
ales; Corynebact 


ref|NR_025418.1 
1879598 188113 
laceae; Prop 


ref|NR_025417.1 


ref |NR_025416.1 


ref |NR_025397.1 


; Actinomycetace 


gi|219878172 


smegmatis strain ATCC 19420 16S ribosomal RNA, partial sequence 


Streptomyces 
8 Streptomyces 


Streptomycineae; 


Streptomyces 


Streptomyces 
9 Streptomyces 


Streptomycineae; 


ceae; 
Streptomyces 


Streptomycineae; 


ceae; 
Streptomyces 
1601224 1602721 


Oceanisphaera 
9 Oceanisphaera 


Corynebacterium 


Actinomyces 
2 Actinomyces 
mycineae; 


Streptomyces 
9 Streptomyces 


ycineae; 


Fulvimonas soli 


95 Fulvimonas soli Bacteria; 


Ss. 
Gulosibacter 
7 Gulosibacter 
occineae; 


Corynebacterium 
9 Corynebacterium 
erineae; 


Propionispora 


1 Propionispora 
ionispora. 


ae; Actinomyces. 


ref |NR_025311.1 
2033216 203470 


Mycobacterium 
2 Mycobacterium 


Streptomyces catenulae 
40 Streptomyces catenulae Bacteria; 


Streptomycetaceae; Streptomyces. 


Streptomyces rimosus 
9 1593434 Streptomyces 
eridae; Actinomycetales; 


5 1594981 Streptomyces 
Streptomycineae; 


Streptomyces niger 
niger Bacteria; 
Streptomyces. 


8 1599625 Streptomyces 


Streptomyces violens 
violens Bacteria; 
Streptomyces. 


Actinobacteridae; Actinomycetales; 


aceae; Oceanisphaera. 


bacterium atypicum 
orynebacteriaceae; 


strain 


Sporomusa sphaeroides 
05 Sporomusa sphaeroides Bacteria; 
Sporomusa. 
Sporomusa malonica 
88 Sporomusa malonica Bacteria; 
Sporomusa. 
Actinomyces catuli 
68 1908267 Actinomyces catuli Bacteria; 


smegmatis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Mycobacteriaceae; Mycobacterium. 
489970 Bacteria_16S 2037362 2037300 34 


simulans strain UCL553 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Corynebacterium. 


489970 Bacteria_16S 2055998 2055936 34 


reticuliscabiei strain CFBP 4531 16S ribosomal RNA, partial sequence 
reticuliscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
489970 Bacteria_16S 2078899 2078837 34 
granulosum strain 


Propionibacteriaceae; Propionibacterium. 
489970 Bacteria_16S 2110911 2110849 34 
strain DSM 43030 


489970 Bacteria_16S 
elongatus strain 
elongatus Bacteria; 
Microbulbifer. 
489970 Bacteria_16S 2132134 2132052 14 
tokaiense strain ATCC 27282 16S 
tokaiense Bacteria; 
Mycobacteriaceae; Mycobacterium. 
489970 Bacteria_16S 2133637 2133555 14 
poriferae strain ATCC 35087 16S 
poriferae Bacteria; 
Mycobacteriaceae; Mycobacterium. 
489970 Bacteria_16S 2136668 2136586 14 
strain ATCC 51384 16S ribosomal 


2116996 2116934 34 


489970 Bacteria_16S 2139693 2139631 34 
palatopharyngis strain 1Bdz 16S 
palatopharyngis Bacteria; 
Pseudonocardiaceae; 
489970 Bacteria_16S 
strain YIM 90001 


Amycolatopsis. 
2150264 2150202 34 


489970 Bacteria_16S 2247140 2247078 34 


puniciscabiei strain S77 16S ribosomal RNA, 
puniciscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
489970 Bacteria_16S 2248717 2248655 34 


luridiscabiei strain S63 16S ribosomal RNA, 
luridiscabiei Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
489970 Bacteria_16S 2257905 2257843 34 


yunnanensis strain YIM 41004 16S ribosomal RNA, partial sequence 
yunnanensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
489970 Bacteria_16S 2771142 2771080 34 
strain IFO 16295 


489970 Bacteria_16S 2774217 2774155 34 


strain JCM 9920 16S ribosomal RNA, partial sequence 2773134 27746 
Actinobacteria; Actinobacteridae; Actinomycetales; 


489970 Bacteria_16S 2775755 2775693 34 


strain JCM 4662 16S ribosomal RNA, partial sequence 2774670 2776157 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 


489970 Bacteria_16S 2777292 2777230 34 


albofaciens strain JCM 4342 16S ribosomal RNA, partial 
albofaciens Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
489970 Bacteria_16S 2831474 2831412 34 


kasugaensis strain M338-Ml 16S ribosomal RNA, partial sequence 
kasugaensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptomycetaceae; Streptomyces. 
489970 Bacteria_16S 2833012 2832950 34 
strain IMC S-0802 


489970 Bacteria_16S 2843650 2843588 34 
cineracea strain SK-3255 16S ribosomal RNA, 


DSM 20700 16S ribosomal RNA, partial 
granulosum Bacteria; Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 2109822 2111330 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; 
DSM 6810 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; Actinomycetales; 


RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
ribosomal RNA, partial 


Actinobacteria; Actinobacteridae; 


16S ribosomal RNA, partial sequence 2149165 21506 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


94 gi|219878170|ref|NR_025309.1 


Corynebacterineae; 


94 gi|219878154|ref|NR_025293.1 


Actinomycetales; 


94 219878137 


sequence 


gi ref |NR_025276.1 


94 gi|219873436|ref|NR_025250.1 


Streptomycineae; 


94 gi|219857657|ref|NR_025246.1 


ND 


Alteromonadales; 


94 gi| 219857647 |ref|NR_025236.1 


94 219857646|ref 


sequence 2 


gi NR_025235.1 


94 gi|219857644|ref|NR_025233.1 


94 219857642|ref 


sequence 2 


gi NR_025231.1 
138615 214004 
Actinomycetales; 
94 219857635|ref 


gi NR_025224.1 


94 gi| 219857568 
partial sequence 
Actinomycetales; 


94 gi| 219857567 
partial sequence 
Actinomycetales; 


94 gi|219857561|ref|NR_025149.1 


2256827 225829 
Actinomycetales; 
94 gi|219857137|ref|NR_024765.1 
Nocardiacea 
ref|NR_024763.1 


19 Streptomyces 


94 gi|219857135 


Streptomycineae; Streptomyceta 
94 gi|219857133|ref|NR_024761.1 
Streptomycineae; Streptomyceta 
94 gi|219857132|ref|NR_024760.1 


sequence 2776208 277769 
Actinomycetales; 
94 219856903 NR_024724.1 
2830390 283187 


Actinomycetales; 


gi 


94 gi|219856902|ref|NR_024723.1 
2831928 2833415 Strept 


Streptomycineae; Streptomyceta 


Corynebacterium 


2036284 2037751 Corynebacterium simulans 
Corynebacteriaceae; 


Streptomyces 


2054970 2056387 Streptomyces 
Streptomycineae; 


Propionibacterium 


2077807 2079320 Propionibacterium 
Actinomycetales; Propionibacterineae; 


Streptomyces humiferus 


humiferus Bacteria; 
Streptomycetaceae; 


Streptomyces. 
Microbulbifer 


115900 2117390 Microbulbifer 
Alteromonadaceae; 


Mycobacterium 


sequence 2131039 2132489 Mycobacterium 
Corynebacterineae; 


Mycobacterium 


132540 2133989 Mycobacterium 
Corynebacterineae; 


Mycobacterium brumae 


2135574 2137022 Mycobacterium brumae Bacteria; 
Mycobacteriaceae; Mycobacterium. 


Amycolatopsis 
1 Amycolatopsis 


Pseudonocardineae; 


Prauserella halophila 


78 Prauserella halophila Bacteria; 
Pseudonocardiaceae; 


Prauserella. 
Streptomyces 
5 Streptomyces 


Streptomycineae; 


Streptomyces 
2 Streptomyces 


Streptomycineae; 


Streptomyces 
4 Streptomyces 


Streptomycineae; 


Rhodococcus jostii 


16S ribosomal RNA, partial sequence 2770058 2771550 Rhodococcus jostii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


e; Rhodococcus. 
Streptomyces peucetius 


peucetius Bacteria; 


ceae; Streptomyces. 
Streptomyces platensis 


platensis Bacteria; 


ceae; Streptomyces. 
Streptomyces 
6 Streptomyces 


Streptomycineae; 


Streptomyces 
7 Streptomyces 


Streptomycineae; 


Streptomyces albulus 
omyces albulus Bacteria; 
ceae; Streptomyces. 


94 gi| 219856895 |ref|NR_024714.1 
complete sequence 2842551 284406 


Kitasatospora 
5 Kitasatospora 


cineracea Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptomycetaceae; Kitasatospora. 


489970 Bacteria_16S 


strain IAM 14848 


strain IAM 14851 


2900646 2900564 14 94 


gi 


2902181 2902099 14 94 


gi 


oc 


219856856 
16S ribosomal RNA, partial sequence 2899524 29010 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
489970 Bacteria_16S 


occineae 
219856855 
16S ribosomal RNA, partial sequence 2901061 29025 


ref|NR_024675.1 


7 Mi 
ref 


crobacteria 
NR_024674.1 


Streptomycineae; 


Zimmermannella bifida 


10 Zimmermannella bifida Bacteria; 
c 


eae; Pseudoclavibacter. 
Leucobacter albus 


46 Leucobacter albus Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Leucobacter. 
489970 Bacteria_16S 2978053 2977991 34 94 gi|219846938|ref|NR_026530.1| Streptomyces 
macrosporus strain A1201 16S ribosomal RNA, partial sequence 2976976 2978459 Streptomyces 
macrosporus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 2979585 2979523 34 94 gi|219846937|ref|NR_026529.1| Streptomyces 
thermolineatus strain A1484 16S ribosomal RNA, partial sequence 2978510 2979990 Streptomyces 
thermolineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 2988757 2988695 34 94 gi|219846931|ref|NR_026523.1| Skermania piniformis 


strain IFO 15059 


amylolytica strai 
amylolytica Bacte 
Succinimonas. 


489970 Bacteria_16S 


amylophilus strai 
Bacteria; Proteob 


489970 Bacteria_16S 


confusum strain D 
confusum Bacteria 
Corynebacteriacea 


489970 Bacteria_16S 


strain ATCC 25470 
Actinobacteria; A 


489970 Bacteria_16S 


resistens strain 
resistens Bacteri 
Microbacterium. 


489970 Bacteria_16S 


riegelii strain D 
riegelii Bacteria 
Corynebacteriacea 


489970 Bacteria_16S 


mucifaciens strai 
mucifaciens Bacte 
Corynebacteriacea 


489970 Bacteria_16S 


singulare strain 
singulare Bacteri 
Corynebacteriacea 


489970 Bacteria_16S 


mastitidis strain 
Bacteria; Actinob 
Corynebacterium. 


489970 Bacteria_16S 


lipophiloflavum s 
lipophiloflavum B 
Corynebacteriacea 


3058694 3058632 34 94 gi 
n DSM 2873 16S ribosomal RNA, partial 
ria; Proteobacteria; Gammaproteobacter 


3096203 3096141 34 94 gi 
n H 18 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Aeromona 
3097768 3097706 34 94 gi 
MMZ 2439 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Corynebacterium. 

3105176 3105114 34 94 gi 
16S ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Stre 
3115712 3115630 14 94 gi 
DMMZ 1710 16S ribosomal RNA, partial s 
a; Actinobacteria; Actinobacteridae; Act 


qu 
ti 


pt 


3120288 3120226 34 
MMZ 241 


94 gi 
5 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 
Corynebacterium. 
3176193 3176131 34 
n DMMZ 


qu 
ti 


, 

e; 
94 gi 
2278 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
e; Corynebacterium. 

3179289 3179227 34 94 gi 
IBS B52218 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 
e; Corynebacterium. 

3206607 3206545 34 94 gi 
S-8 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


Ss 


ce 
al 


3214105 3214043 34 94 gi 
train DSM 44291 16S ribosomal RNA, par 
acteria; Actinobacteria; Actinobacteri 
e; Corynebacterium. 


ti 
da 


489970 Bacteria_16S 


imitans strain 20 
Bacteria; Actinob 
Corynebacterium. 


489970 Bacteria_16S 


strain DSM 9580 1 


matruchotii strai 
matruchotii Bacte 
Corynebacteriacea 


e; Corynebacterium. 


3215630 3215568 34 94 gi 
23 16S ribosomal RNA, partial sequence 


acteria; Actinobacteridae; Actinomycetal 


3352148 3352086 34 94 


gi 


oc 


3430882 3430820 34 94 


gi 
s 


ria; Actinobacteria; Actinobacteridae; A 


489970 Bacteria_16S 


ne 


en 
da 


16S ribosomal RNA, partial sequence 2987680 29891 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 


quence 


, 


219846858 
ce 30950 
Suc 
219846857 


les; 


ence 


219846852 

31040 
omycinea 
219846845 
eq 


uence 


219846842 


ence 


219846804 


equence 


Actinomyc 


219846802 


quence 


219846784 


32055 
es; 


219846778 
al seque 
Actin 


e; 


219846777 


32145 
es; 


219846683 
6S ribosomal RNA, partial sequence 3351066 33525 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
489970 Bacteria_16S 
n CIP 81.82 16S ribosomal RNA, partial 


occineae 


219846624 


equence 
ctinomyc 


3432254 3432192 34 94 


gi 


219846623 


amycolatum strain CIP 103452 16S ribosomal RNA, partial sequence 
amycolatum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 


bacterin 

219846883 
se 
ia 


Aeromo 


nomyceta 


inomycet 


nomyceta 


inomycet 


Cory 


Cory 


eae; Gordoniace 
ref|NR_026475.1 

3057592 305905 
nadales; 


ref |NR_026450.1 


cini 


NR_026449.1 
7 
Corynebacte 
ref|NR_026444.1 
98 3105578 Strept 
e; Streptomycet 
ref |NR_026437.1 

3114620 311608 
ales; Micrococci 


v 


34.1 
9 


ref 
3 
les; 


NR_0264 
119211 31205 
Corynebact 


96.1 
8 
a 


ref |NR_0263 
3175122 31765 
etales; Coryneb 


ref|NR_026394. 
3178210 31795 
ales; Corynebac 


3 
act 


, 


ref |NR_026376.1 
25 3207001 Coryne 
nebacterineae; C 


ref 
nce 
omyc 


NR_026370.1 
321302 
etales; Cory 


ref|NR_026369.1 
49 3216020 Coryne 
nebacterineae; C 


ref|NR_026275.1 


; Microbacteriac 
ref |NR_026216.1 

3429781 343112 
etales; Coryneba 


Succini 


79 3096617 Rumino 
vibrionaceae 


a 


56 Skermania piniformis Bacteria; 
a 


e; Skermania. 

Succinimonas 
3 Succinimonas 
vibrionaceae; 


Ruminobacter 
bacter amylophilus 
Ruminobacter. 
Corynebacterium 
1 Corynebacterium 
rineae; 


, 


Streptomyces lydicus 

omyces lydicus Bacteria; 

ceae; Streptomyces. 
Microbacterium 

0 Microbacterium 

neae; Microbacteriaceae; 


Corynebacterium 
3 Corynebacterium 
rineae; 


Corynebacterium 
0 Corynebacterium 
cterineae; 


Corynebacterium 
2 Corynebacterium 
erineae; 


Corynebacterium 
bacterium mastitidis 
orynebacteriaceae; 


Corynebacterium 
5 3214498 Corynebacterium 
nebacterineae; 


Corynebacterium 
bacterium imitans 


orynebacteriaceae; 


Agrococcus jenensis 


38 Agrococcus jenensis Bacteria; 


eae; Agrococcus. 
Corynebacterium 
4 Corynebacterium 
cterineae; 


ref|NR_026215.1 
3431175 343257 


Corynebacterium 
5 Corynebacterium 


Corynebacterium 


ebacterium xerosis 
Corynebacteriaceae; 


Corynebacterium 
3 Corynebacterium 


489970 Bacteria_16S 3433702 3433640 34 94 gi|219846621|ref|NR_026213.1 
xerosis strain ATCC 373 16S ribosomal RNA, partial sequence 3432626 3433942 Coryn 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacterium. 

489970 Bacteria_16S 3435060 3434998 34 94 gi|219846620|ref|NR_026212.1 
pilosum strain ATCC 29592 16S ribosomal RNA, partial sequence 3433993 343537 
pilosum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

489970 Bacteria_16S 3450099 3450037 34 94 gi|219846610|ref|NR_026202.1 


strain NRRL 2418 
Bacteria; Actinob 
Streptomyces. 
489970 Bacteria_16S 
strain 6843 DSM 1 


489970 Bacteria_16S 
strain NCTC 11636 


489970 Bacteria_16S 
mashuensis strain 
mashuensis Bacter 
Streptomycetaceae; 
489970 Bacteria_16S 
municipale strain 
municipale Bacter 


489970 Bacteria_16S 
strain ATCC 51856 


16S ribosomal RNA, 
acteria; Actinobacteridae; Actinomycet 


16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 


DSM 40221 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptomyces. 


DSM 44069 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


Pseudonocardiaceae; Thermocrispum. 


16S ribosomal RNA, partial sequence 


complete sequence 


3479134 3479072 34 94 gi 


3482067 3482005 34 94 gi 


3491273 3491211 34 94 gi 


Ac 
3494358 3494296 34 94 gi 
Ac 
3498789 3498727 34 


94 gi 


al 


219846590 
6S ribosomal RNA, partial sequence 3478022 34794 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


219846588 
nomycineae; 


219846582 
sequence 


219846580 
sequence 


219846577 


34490 
es; 


ref 


ref 
34809 


ref 


ref 


ref 
34976 


Streptomycineae; 


Ac 


66 3482380 Actin 
Ac 


3490176 3 


tinomycetale 


3493260 3 


tinomycetale Pseudonoc 


92 3499120 Actin 


NR_026182.1 


NR_026180.1 


tinomycetac 
NR_026174.1 
4916 
S; 
NR_026172.1 
49458 


S; 


NR_026169.1 


9 
Streptomycineae; 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
489970 Bacteria_16S 


strain DSM 20145 


strain ATCC 43910 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 

Mycobacterium. 

489970 Bacteria_16S 3641751 3641689 34 94 gi|219846478|ref|NR_026070.1 
paracochleata strain M-13 16S ribosomal RNA, partial sequence 3640656 364213 
paracochleata Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Kitasatospora. 

489970 Bacteria_16S 3643276 3643214 34 94 gi| 219846477 |ref|NR_026069.1 
mediocidica strain IFO 14789 16S ribosomal RNA, partial sequence 3642181 364366 
mediocidica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Kitasatospora. 

489970 Bacteria_16S 3644808 3644746 34 94 gi| 219846476 |ref|NR_026068.1 
strain OS-3256 16S ribosomal RNA, partial sequence 3643713 3645193 Kitasatospora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
489970 Bacteria_16S 3924634 3924572 34 94 gi|219846278|ref|NR_025868.1 
neyagawaensis strain ATCC 27449 16S ribosomal RNA, complete sequence 392352 
neyagawaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Strept 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 3926215 3926153 34 94 gi| 219846277 |ref|NR_025867.1 
diastatochromogenes strain ATCC 12309 16S ribosomal RNA, complete sequence 392511 
diastatochromogenes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 3929376 3929314 34 94 gi| 219846275 |ref|NR_025865.1 
strain RL-34 16S ribosomal RNA, complete sequence 3928271 3929800 Streptomyces 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; Streptomyceta 
489970 Bacteria_16S 4000179 4000117 34 94 gi|219846225|ref|NR_025815.1 


strain 25-4 16S r 
Proteobacteria; G 


489970 Bacteria_16S 


strain DSA1 16S r 
Actinobacteria; A 


489970 Bacteria_16S 


olivochromogenes 
olivochromogenes 
Streptomycetaceae 


489970 Bacteria_16S 


strain B7319 16S 
Actinobacteria; A 


3506255 3506173 14 94 gi 


3637111 3637029 14 94 gi 
16S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 


nomycineae; 
219846572 
16S ribosomal RNA, partial sequence 3505155 35066 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 


489970 Bacteria_16S 219846481 


3999120 40005 


ammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Silanimon 
4111956 4111894 34 94 gi|219846144|ref|NR_025734.1 
ibosomal RNA, partial sequence 4110861 41123 


Ac 
ref 


tinomycetac 
NR_026164.1 


Microbacteriac 
NR_026073.1 


occineae; 
ref 
36360 


ctinobacteridae; Actinomycetales; 


489970 Bacteria_16S 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 


20727 20674 43 94 


gi 


ctinobacteridae; Actinomycetales; Propionibacterineae; Nocardioi 
4202127 4202065 34 94 gi|219846074|ref|NR_025664.1 
strain DSM 40451 16S ribosomal RNA, partial sequence 420108 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Str 
; Streptomyces. 
4203625 4203563 34 94 gi| 219846073 |ref|NR_025663.1 
ribosomal RNA, partial sequence 4202580 4204027 Streptomyces 


Streptomyces caelestis 


03 3450520 Streptomyces caelestis 
Streptomycetaceae; 


Actinomyces georgiae 


43 Actinomyces georgiae Bacteria; 
tinomycetaceae; Actinomyces. 


Actinomyces howellii 


omyces howellii Bacteria; 
e 


ae; Actinomyces. 
Streptomyces 
3 Streptomyces 


Thermocrispum 
8 Thermocrispum 
ardineae; 


Actinomyces radingae 


omyces radingae Bacteria; 
e 


ae; Actinomyces. 
Microbacterium barkeri 


22 Microbacterium barkeri Bacteria; 


eae; Microbacterium. 
Mycobacterium duvalii 


02 3637503 Mycobacterium duvalii 
Corynebacterineae; Mycobacteriaceae; 


Kitasatospora 
0 Kitasatospora 


Streptomycineae; 


Kitasatospora 
2 Kitasatospora 


Streptomycineae; 


Kitasatospora azatica 
azatica Bacteria; 
ceae; Kitasatospora. 
Streptomyces 
9 3925059 Streptomyces 
omycineae; 


Streptomyces 
0 3926640 Streptomyces 


Streptomycineae; 


Streptomyces scabiei 


scabiei Bacteria; 


ceae; Streptomyces. 
Silanimonas lenta 


01 Silanimonas lenta Bacteria; 


as. 
Kribbella solani 


76 Kribbella solani Bacteria; 


daceae; Kribbella. 
Streptomyces 

2 4202529 Streptomyces 
eptomycineae; 


Streptomyces aureus 


aureus Bacteria; 


Streptomycineae; Streptomycetaceae; Streptomyces. 
265679050|ref|NR_029358.1| Burkholderia 
19628 21106 Burkholderia 


multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 


489970 Bacteria_16S 
antarctica strain NF3 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 

489970 Bacteria_16S 
thiozymogenes strain Bra2 16S ribosomal RNA, partial se 
thiozymogenes Bacteria; Proteobacteria; Deltaproteobact 


Desulfocapsa. 


489970 Bacteria_16S 


espejiana strain 


Bacteria; Proteobacteria; Gammaproteobacteria; Alteromo 
Pseudoalteromonas. 
489970 Bacteria_16S 


strain P 1-22-1 1 
Proteobacteria; 


Bacteria; 


strain 717 16S ri 
Proteobacteria; 
complex. 


489970 Bacteria_16S 
delbrueckii subsp 
Lactobacillus delbrueckii subsp. 


Lactobacillus. 


489970 Bacteria_16S 


effusa strain AP1 
Bacteria; 


Bacteria; 


mariniglutinosa s 


mariniglutinosa B 
Pseudoalteromonas. 
489970 Bacteria_16S 


strain S-606 16S 
Proteobacteria; 


strain Iso-46 16S 
Proteobacteria; 


hassiacum strain 
Bacteria; Proteob 


489970 Bacteria_16S 


strain CE2105 16S 


Proteobacteria; Alphaproteobacteria; Rh 
489970 Bacteria_16S 


strain NA 1 16S r 
Proteobacteria; B 


489970 Bacteria_16S 


strain NCTC 10617 
Proteobacteria; B 


489970 Bacteria_16S 


strain V33 16S ri 
Proteobacteria; B 


489970 Bacteria_16S 


conservatrix stra 
conservatrix Bact 
Desulforegula. 


489970 Bacteria_16S 


strain W1219 16S 
Firmicutes; Erysi 


489970 Bacteria_16S 


strain LMG 18819 


Proteobacteria; B 


B 
489970 Bacteria_16S 
pyrrocinia strain 
Proteob 
Burkholderia cepa 
489970 Bacteria_16S 


B 


Proteob 
489970 Bacteria_16S 
taiwanensis strai 
Proteob 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


82632 82547 1 85 gi 


97940 97875 31 94 gi 


128523 128438 1 85 gi 
261 16S ribosomal RNA, partial sequenc 


238524 238471 43 94 gi 
etaproteobacteria; Burkholderiales; Bu 
240071 240018 43 94 gi 
2327 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
cia complex. 

241657 241604 43 94 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 


gi 


380865 380800 31 94 gi 
indicus strain NCC725 16S ribosomal 


387023 386958 31 94 gi 
03 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Xanthomo 
391589 391536 43 94 gi 
n cf 16S ribosomal RNA, partial sequen 
acteria; Betaproteobacteria; Burkholde 
548085 548000 1 85 gi 
train KMM 3635 16S ribosomal RNA, part 
acteria; Proteobacteria; Gammaproteoba 


575495 575442 43 94 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
587470 587417 43 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
593478 593413 31 94 gi 
W-51 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingom 
629963 629879 11 94 gi 
ribosomal RNA, partial sequence 
odospirillales; 
681541 681476 31 94 gi 
ibosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
682946 682881 31 94 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Neisseriales; Neiss 
760974 760909 31 94 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Neisseriales; Neiss 
853966 853901 31 94 gi 
in Mb1Pa 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 


gi 


863270 863205 31 94 

ribosomal RNA, partial sequence 
pelotrichi; Erysipelotrichales; Erysip 
893339 893286 43 94 gi 


gi 


etaproteobacteria; Burkholderiales; Bu 


indicus Bacteria; 


265679009 
ce 81499 
nadales; 


265678998 
quence 
eria; 

265678977 
e 12740 


nadales; 


265678903 


6S ribosomal RNA, partial sequence 237457 23896 
rkholderia 


265678902 
nce 23901 
riales; 


265678901 


240595 24207 


rkholderia 


265678801 
RNA, parti 


265678797 

38592 
nadales; S 
265678794 
ce 39048 
riales; Bu 
265678687 
ial sequen 
cteria; Al 


265678669 


574450 57581 


oraxellace 
265678661 


586359 58785 


oraxellace 
265678657 
ce 59240 
onadales; 

265678631 


628893 63029 


Rhodospiri 
265678595 


680477 68183 


eriaceae; 
265678594 
68188 


eriaceae; 


265678539 


759866 76120 
eriaceae; 


265678477 


quence 


ria; Desul 


265678470 


862181 86365 
elotrichac 


265678449 


16S ribosomal RNA, partial sequence 892248 89373 


rkholderia 


489970 Bacteria_16S 


894874 894821 43 94 gi 


265678448 


P 


Desu 


P 


Bu 


Firmicutes; 


ref|NR_029317.1 
83011 Pseud 
seudoalteromona 


ref|NR_029306.1 
96815 98277 
lfobacterales; 


ref|NR_029285.1 
9 128819 Pseud 
seudoalteromona 


ref|NR_029211.1 
6 Burkholderia 
ceae; Burkholde 
ref|NR_029210.1 
7 240544 Burkh 


rkholderiaceae; 


ref|NR_029209.1 
2 Burkholderia 
ceae; Burkholde 


v 


ref 
als 


NR_029106.1 
equence 
Lactobacil 


ref|NR_029102.1 
1 387397 Hydro 
inobacteraceae; 
ref|NR_029099.1 


rkho 
ref 


lderiaceae; 
NR_028992.1 
teromonadales; 
ref |NR_028974.1 
2 Psychrobacter 
ae; Psychrobact 
ref|NR_028966.1 
4 Psychrobacter 
ae; Psychrobact 
ref |NR_028962.1 
8 593892 Novos 
Sphingomonadace 
ref |NR_028936.1 
8 Roseospira ma 
llaceae; Roseos 
ref|NR_028900.1 


Neisseria. 
ref|NR_028899.1 
2 683236 Neiss 
Neisseria. 

ref |NR_028843.1 


seria. 
ref|NR_028780.1 

852834 85435 
fobacterales; D 


Neis 


ref |NR_028773.1 
9 Bulleidia ext 
eae; Bulleidia. 
ref|NR_028751.1 
; Pandoraea 
NR_028750.1 


ceae 
ref 


fo) 
d 


D 


fo) 
d 


xr 


fo} 


r 


Cc 


2 392023 Chitin 


ce 546976 548458 
P 


e 


e 


Pp 


a 


Pp 


e 


7 
ie 


Pseudoalteromonas 
alteromonas antarctica 
aceae; 


Desulfocapsa 
Desulfocapsa 
esulfobulbaceae; 


Pseudoalteromonas 
alteromonas espejiana 
aceae; 


Burkholderia glumae 
glumae Bacteria; 
ia. 

Burkholderia 
lderia pyrrocinia 
Burkholderia; 


Burkholderia cepacia 
cepacia Bacteria; 
ia; Burkholderia cepacia 


Lactobacillus 
379741 381255 
lales; Lactobacillaceae; 


Hydrocarboniphaga 
arboniphaga effusa 
Hydrocarboniphaga. 
Chitinimonas 

imonas taiwanensis 
Chitinimonas. 
Pseudoalteromonas 
Pseudoalteromonas 
seudoalteromonadaceae; 


Psychrobacter pulmonis 
pulmonis Bacteria; 

r. 

Psychrobacter faecalis 
faecalis Bacteria; 

r. 

Novosphingobium 
hingobium hassiacum 

e; Novosphingobium. 
Roseospira marina 

rina Bacteria; 

ira. 

Neisseria animalis 


1 Neisseria animalis Bacteria; 


Neisseria lactamica 
ria lactamica Bacteria; 


Neisseria dentiae 


6 Neisseria dentiae Bacteria; 


Desulforegula 
Desulforegula 
sulfobacteraceae; 


Bulleidia extructa 
ructa Bacteria; 


Pandoraea sputorum 


2 Pandoraea sputorum Bacteria; 


Pandoraea pulmonicola 


strain LMG 18106 16S ribosomal RNA, partial sequence 893783 895267 Pandoraea pulmonicola Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 


489970 Bacteria_16S 


strain LMG 16407 


elyakovii strain 


Pseudoalteromonas. 


489970 Bacteria_16S 
strain S5b2 16S ribosomal RNA, partial 

Proteobacteria; Betaproteobacteria; Rho 
489970 Bacteria_16S 
acetoxidans strain ASRB2 16S ribosomal 
acetoxidans Bacteria; 


Desulfobacca. 


489970 Bacteria_16S 
ARI-1 16S ribosomal R 
Proteobacteria; Alphaproteoba 
489970 Bacteria_16S 


tardaugens strain 
Bacteria; 


strain TO-931 16S 
Firmicutes; 


Burkholderia; 


Psychrobacter. 


489970 Bacteria_16S 
AMMD 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bur 


complex. 


489970 Bacteria_16S 
elongata strain ATCC 25295 16S ribosomal RNA, 
elongata subsp. elongata Bacteria; Proteobacteria; Betap 


subsp. 


Neisseria. 


489970 Bacteria_16S 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial 
cenocepacia Bacteria; Proteobacteria; Betaproteobacteria 
Burkholderia cepacia complex. 
489970 Bacteria_16S 
143-02 16S ribosomal RNA, partial seque 
Firmicutes; Erysipelotrichi; Erysipelotrichale 
489970 Bacteria_16S 
agarivorans strain KMM 255 16S ribosomal RNA, partial se 
agarivorans Bacteria; 


Burkholderia; 


inopinata strain 
Bacteria; 


Pseudoalteromonas. 


489970 Bacteria_16S 
denitrificans strain Chol-1S 16S ribosomal RNA, 
denitrificans Bacteria; 


Sterolibacterium. 


489970 Bacteria_16S 


strain SE3104 16S 


Firmicutes; 


Clostridia; 
489970 Bacteria_16S 

DSM 9946 16S ribosomal RNA, partial sequence 1162257 1163688 Meiothermus silvanus 
Deinococcus-Thermus; 
489970 Bacteria_16S 
thailandensis strain E264 16S ribosomal RNA, partial se 
thailandensis E264 Bacteria; 


896409 896356 43 


908768 908703 31 


938226 938141 1 


1002963 1002898 31 


1027226 1027161 31 


1074186 1074121 31 


Deinococci; 
1360014 1359961 43 


1470575 1470522 43 
Proteobacteria; 


1473502 1473449 43 


1508288 1508223 31 


1534006 1533953 43 


1632529 1632464 31 


1754594 1754509 1 
Proteobacteria; 
1836494 1836429 31 

Proteobacteria; 


1851911 1851827 11 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
489970 Bacteria_16S 
CIP 106764 16S ribosomal RNA, partial sequence 
Lactobacillales; Aerococcaceae; 
489970 Bacteria_16S 
strain 58Eu 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
489970 Bacteria_16S 
Soel 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 
489970 Bacteria_16S 


1903724 1903679 50 


2068158 2068093 31 


2089614 2089549 31 


Xanthomonadales; 
2113885 2113820 31 


Sphingomonadales; 


sequence 
docyclales; 


RNA, partial seq 
Proteobacteria; Deltaproteobacter 


NA, partial sequ 
cteria; 


Thermales; 


Proteobacteria; 
pseudomallei group. 
489970 Bacteria_16S 
pacificensis strain NIBH P2K6 16S ribosomal RNA, partial 
pacificensis Bacteria; 


94 gi 


94 gi 


85 gi 


94 gi 


94 gi 


94 gi 


1101191 1101126 31 94 gi|265678309|ref|NR_028611.1 
ribosomal RNA, partial sequence 1100149 11015 
Clostridiales; Clostridiaceae; Clostridium. 
1163300 1163247 43 94 gi|228720981|ref|NR_027600.1 


Thermaceae; 
94 gi 


94 gi 


sequence 1469465 147099 
Gammaproteobacteria; Pseudomonadales; Mora 
94 gi|224581402|ref|NR_024882.1 


1472412 1473865 Burkholderia ambifari 


94 gi 


94 gi 


94 gi 


85 gi 


Gammaproteobacteria; Alteromonadales; Pseud 
94 gi|219878311|ref|NR_025450.1 
complete sequence 1835368 183689 
Betaproteobacteria; Rhodocyclales; Rhodoc 
94 gi|219878301|ref|NR_025440.1 
1850849 18521 
Rhodospirillaceae; Roseosp 
94 gi|219878261|ref|NR_025400.1 


Facklamia. 
94 gi 


94 gi 


94 gi 


265678447 
16S ribosomal RNA, partial sequence 895318 89680 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 
489970 Bacteria_16S 
strain RE35F/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 
KMM 162 16S ribosomal RNA, partial seq 
elyakovii Bacteria; Proteobacteria; Gammaproteobacteria; 


265678376 
1001834 10033 

Rhodocyclaceae; 

265678360 

uence 

ia; 


265678328 
ence 1073137 1074554 Novosphingobium tardaugens 


Sphingomonadales; Sphingomonadaceae; Novosphingobium. 


228720024 
quence 
Betaproteobacteria; 


224581406 


219846303 
complete sequence 


219857425 


219878455 


219878370 


1902626 19040 


219878145 
2067059 20685 
ocyclaceae; 
219878130 
2088549 2089942 Nevskia ramosa Bacter 
Sinobacteraceae; Nevskia. 


219857659 


ref|NR_028749.1 
Pandoraea. 


ref |NR_028741.1 


ref|NR_028722.1 

937095 938588 
Alteromonadales; 
ref|NR_028678.1 
Azovibrio. 
ref|NR_028662.1 

1026088 102759 
Syntrophobacterales; S 


ref |NR_028630.1 


Meiothermus. 
NR_027587.1 
1358923 136041 
Burkholderiales; 


ref|NR_027187.1 


kholderiaceae; Burkholder 


ref |NR_025893.1 
150715 
roteobacteria; Neisserial 
ref|NR_025013.1 
sequence 1532915 153432 
; Burkholderiales; Burkho 


ref|NR_025594.1 
nce 1631420 1632923 Erysip 
Ss; Erysipelotrichaceae; E 
ref|NR_025509.1 


quence 1753455 175495 


ref|NR_025284.1 
Thauera. 


ref |NR_025269.1 


Pandoraea apista 


2 Pandoraea apista Bacteria; 
rkholderiaceae; 
265678439 
907717 909160 Erythrobacter 
Erythrobacteraceae; 
265678420 
uence 


Erythrobacter citreus 
citreus Bacteria; 


Erythrobacter. 


Pseudoalteromonas 
Pseudoalteromonas 


Pseudoalteromonadaceae; 


Azovibrio restrictus 


01 Azovibrio restrictus Bacteria; 


Desulfobacca 
1 Desulfobacca 
yntrophaceae; 


Novosphingobium 


Clostridium hiranonis 


41 Clostridium hiranonis Bacteria; 


Meiothermus silvanus 
DSM 9946 Bacteria; 


Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


Psychrobacter 
0 Psychrobacter 
xellaceae; 


Burkholderia ambifaria 
a AMMD Bacteria; 
ia; Burkholderia cepacia 


Neisseria elongata 
8 1508633 Neisseria 
es; Neisseriaceae; 


Burkholderia 
2 Burkholderia 
lderiaceae; 


Erysipelothrix 
elothrix inopinata 
rysipelothrix. 
Pseudoalteromonas 
9 Pseudoalteromonas 
oalteromonadaceae; 


Sterolibacterium 
8 Sterolibacterium 


yclaceae; 


Roseospira navarrensis 


30 Roseospira navarrensis Bacteria; 


ira. 
Facklamia miroungae 


30 Facklamia miroungae Bacteria; 


Thauera terpenica 


42 Thauera terpenica Bacteria; 


Nevskia ramosa strain 
ia; Proteobacteria; 


ref|NR_025248.1 


Novosphingobium 


pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 2114292 Novosphingobium 


pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; 


Novosphingobium. 


Sphingomonadales 


; Sphingomonadaceae; 


489970 Bacteria_16S 


strain SW-46 16S 


Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 


strain ICPB 3636 
Proteobacteria; 


issachenkonii Bac 
Pseudoalteromonas 


489970 Bacteria_16S 


strain LRC 5382 1 


Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Lachnobacterium. 

489970 Bacteria_16S 2299100 2299015 1 85 gi|219857531|ref|NR_025119.1 
strain L2-TR 16S ribosomal RNA, partial sequence 2297982 22993 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 
489970 Bacteria_16S 2654348 2654283 31 94 gi|219857222|ref|NR_024850.1 
strain SWub3 16S ribosomal RNA, partial sequence 2653267 26546 

Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
489970 Bacteria_16S 2730978 2730913 31 94 gi|219857167|ref|NR_024795.1 
strain SIR-1 16S ribosomal RNA, partial sequence 2729867 2731350 Plesiocystis 
Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Nannocystaceae 
489970 Bacteria_16S 2865339 2865274 31 94 gi| 219856881 |ref|NR_024700.1 
echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 2864276 286573 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Sphingomonas. 

489970 Bacteria_16S 3061737 3061672 31 94 gi| 219846881 |ref|NR_026473.1 
mechernichensis strain TL1 16S ribosomal RNA, partial sequence 3060645 306213 
mechernichensis Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhod 
489970 Bacteria_16S 3422021 3421936 1 85 gi|219846630|ref|NR_026222.1 
nigrifaciens strain NCIMB 8614 16S ribosomal RNA, partial sequence 3420894 342232 
nigrifaciens Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseu 
Pseudoalteromonas. 

489970 Bacteria_16S 3427947 3427862 1 85 gi|219846626|ref|NR_026218.1 
atlantica strain IAM 12927 16S ribosomal RNA, partial sequence 3426820 342824 
atlantica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoa 
Pseudoalteromonas. 

489970 Bacteria_16S 3627914 3627849 31 94 gi| 219846487 |ref|NR_026079.1 
strain NCTC 83785 16S ribosomal RNA, complete sequence 3626780 3628323 Neisse 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Neisse 
489970 Bacteria_16S 3661622 3661569 43 94 gi|219846464|ref|NR_026056.1 
strain IC079 16S ribosomal RNA, partial sequence 3660516 36619 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Glaciecol 
489970 Bacteria_16S 3975242 3975177 31 94 gi|219846242|ref|NR_025832.1 
rhizogenes strain IAM 14222 16S ribosomal RNA, complete sequence 3974188 397555 
rhizogenes Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiace 
Rhizobium/Agrobacterium group; Agrobacterium. 

489970 Bacteria_16S 3995696 3995631 31 94 gi|219846228|ref|NR_025818.1 
strain SW-161 16S ribosomal RNA, partial sequence 3994645 3996085 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
489970 Bacteria_16S 3998681 3998616 31 94 gi|219846226|ref|NR_025816.1 
donghaensis strain SW-132 16S ribosomal RNA, partial sequence 3997630 399906 
donghaensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Eryt 
Porphyrobacter. 

489970 Bacteria_16S 4053080 4052995 1 85 gi|219846185|ref|NR_025775.1 
aliena strain KMM 3562 16S ribosomal RNA, partial sequence 4051928 4053458 Pseudo 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonad 
Pseudoalteromonas. 

489970 Bacteria_16S 4214346 42142611 85 gi|219846065|ref|NR_025655.1 
translucida strain KMM 520 16S ribosomal RNA, partial sequence 4213214 421471 
translucida Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseud 
Pseudoalteromonas. 

489970 Bacteria_16S 4215901 4215816 1 85 gi|219846064|ref|NR_025654.1 


paragorgicola str 
paragorgicola Bac 
Pseudoalteromonas 


489970 Bacteria_16S 


amylolyticus stra 
amylolyticus Bact 


489970 Bacteria_16S 


strain C4D1M 16S 


B 
489970 Bacteria_16S 
issachenkonii str 


16S ribosomal RNA, partial sequence 2264632 22660 
etaproteobacteria; Neisseriales; Neisseriaceae; 

2273395 2273310 1 85 gi|219857551 
ain KMM 3549 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Gammaproteobacteria; Alte 
2290086 2290033 43 94 gi| 219857539 
6S ribosomal RNA, partial sequence 2288984 22904 


ain KMM 3548 16S ribosomal RNA, partia 
teria; Proteobacteria; Gammaproteobact 


1 sequence 
eria; Alte 


29933 29840 1 94 gi| 265679044 
in LA 5 16S ribosomal RNA, partial sequence 
eria; Firmicutes; Lactobacillales; Lactobacillac 

235305 235253 44 94 gi| 265678905 


ribosomal RNA, partial sequence 


Simonsiella 


ref 
romonadales 


ref|NR_025127.1 


4214764 421626 
romonadales; Pse 


ref |NR_029352.1 
28769 30312 
eae; Lactobacill 


2118493 2118428 31 94 gi|219857656|ref|NR_025245.1| Erythrobacter flavus 
ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter flavus Bacteria; 
Sphingomonadales; Erythrobacteraceae; Erythrobacter. 
2265740 2265675 31 94 gi|219857556|ref|NR_025144.1| Simonsiella muelleri 


96 Simonsiella muelleri Bacteria; 


Pseudoalteromonas 
4 Pseudoalteromonas 
udoalteromonadaceae; 


Lachnobacterium bovis 


36 Lachnobacterium bovis Bacteria; 


Idiomarina loihiensis 


96 Idiomarina loihiensis Bacteria; 


Azoarcus communis 


16 Azoarcus communis Bacteria; 


Plesiocystis pacifica 


pacifica Bacteria; 


; Plesiocystis. 
Sphingomonas 
8 Sphingomonas 


gomonadaceae; 


Thauera 
5 Thauera 
ocyclaceae; Thauera. 
Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Pseudoalteromonas 
2 Pseudoalteromonas 
1lteromonadaceae; 


Neisseria gonorrhoeae 
ria gonorrhoeae 

ria. 

Glaciecola pallidula 


90 Glaciecola pallidula Bacteria; 


a. 

Agrobacterium 
6 Agrobacterium 
ae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Pseudoalteromonas 
alteromonas aliena 
aceae; 


Pseudoalteromonas 
3 Pseudoalteromonas 
oalteromonadaceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 
udoalteromonadaceae; 


Lactobacillus 
Lactobacillus 
us. 


ref|NR_029213.1 


Burkholderia graminis 


234235 235834 Burkholderia graminis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


489970 Bacteria_16S 236941 236889 44 


phenazinium strain A 1 16S ribosomal RNA, partial sequence 


Bacteria; 
489970 Bacteria_16S 
kalixensis strain 
kalixensis Bacteria; 
489970 Bacteria_16S 
strain R 8118 16S 


414896 414803 1 


Firmicutes; 
468482 468430 44 


489970 Bacteria_16S 588992 588940 44 


strain Ppe8 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


489970 Bacteria_16S 
silvestris strain 
silvestris Bacteria; 
489970 Bacteria_16S 


731455 731362 1 


Firmicutes; 
902655 902603 44 


Kx127A2 16S ribosomal RNA, 
Lactobacillales; 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Bu 


Bacillales; 


94 gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


94 gi 


94 gi 
94 gi 
94 gi 


94 gi 


Lacto 


265678904 
23588 


265678778 


complete sequence 
bacillaceae; Lactobacillus. 


265678739 


467397 46889 
rkholderiaceae; 


265678660 


587905 58931 
rkholderiaceae; 


265678561 


HR3-23 16S ribosomal RNA, partial sequence 
Planococcaceae; 


265678443 


denitrificans strain ALJD 16S ribosomal RNA, partial sequence 


denitrificans Bacteria; 
Thioalkalivibrio. 
489970 Bacteria_16S 


Proteobacteria; 


907305 907212 1 


Gammaproteobacteria; 


94 gi 


265678440 


singaporensis strain S'pore Tl 16S ribosomal RNA, partial sequenc 


singaporensis Bacteria; 
Desulforhopalus. 
489970 Bacteria_16S 
salivarius strain 
salivarius Bacteria; 
489970 Bacteria_16S 


Proteobacteria; 
933611 933518 1 


Firmicutes; 
1083148 1083055 1 


HO 66 16S ribosomal RNA, 
Lactobacillales; 


Deltaproteobacteria; 


94 gi 


265678423 


complete sequence 


94 gi 


Lactobacillaceae; Lactobacillu 


265678321 


strain YIT 0455 16S ribosomal RNA, partial sequence 1082049 10834 


Firmicutes; Lactobacillales; 
489970 Bacteria_16S 1140695 1140602 1 


shabanensis strain E1L3A 16S ribosomal RNA, 


shabanensis Bacteria; 
Salinisphaera. 
489970 Bacteria_16S 


Proteobacteria; 


1269127 1269044 1 


Lactobacillaceae; 


94 gi 


Lactobacillus. 


253680763 


complete sequence 


Gammaproteobacteria; 


85 gi 


219846421 


chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 


chloroethenica Bacteria; 
Desulfuromonas. 
489970 Bacteria_16S 


Proteobacteria; 


1283888 1283836 44 


Deltaproteobacteria; 


94 gi 


Des 


219846066 


strain LMG 20598 16S ribosomal RNA, partial sequence 1282800 12842 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


489970 Bacteria_16S 
cellulosolvens 6 
Bacteria; Firmicutes; 
489970 Bacteria_16S 


1303589 1303496 1 


Clostridia; 
1373653 1373601 44 


strain MT1-641 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


489970 Bacteria_16S 
strain STM815 16S 
Bacteria; 
489970 Bacteria_16S 
strain STM678 16S 


1387239 1387187 44 


1388754 1388702 44 


Clostridiales; 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


ribosomal RNA, partial sequence 


94 gi 


94 gi 
94 gi 


94 gi 


219846514 


16S ribosomal RNA, partial sequence 1302478 13039 
Eubacteriaceae; 


228717983 


1372563 13740 


228716754 


1386182 13876 


Bu 
228716720 


1387667 13891 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


489970 Bacteria_16S 1550738 1550678 36 


strain B6 16S ribosomal RNA, partial sequence 


94 gi 


219857244 


1549646 15510 


Proteobacteria; Betaproteobacteria; Burkholderiales; Aquabacteriu 


489970 Bacteria_16S 1701289 1701196 1 


strain KMM 241 16S ribosomal RNA, partial sequence 


Proteobacteria; 
489970 Bacteria_16S 
halodurans strain 
Bacteria; 
489970 Bacteria_16S 


1766655 1766603 44 


1787723 1787671 44 


94 gi 


94 gi 


94 gi 


neutrophila strain SG 3301 16S ribosomal RNA, partial s 


neutrophila Bacteria; 
Halorhodospira. 
489970 Bacteria_16S 


Proteobacteria; 


1839670 1839577 1 


Gammaproteobacteria; 


94 gi 


219878407 


1700153 17016 
Gammaproteobacteria; Alteromonadales; Alteromonad 


219878360 


34Alc 16S ribosomal RNA, partial sequence 17655 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Ecto 
219878344 
equence 
Chroma 


219878309 


strain DSM 5661 16S ribosomal RNA, partial sequence 1838512 18400 


Firmicutes; Lactobacillales; 
489970 Bacteria_16S 1902255 1902203 34 


Lactobacillaceae; 


Lactobac 


85 gi 


illus. 
219878262 


Burkholderiaceae; 


Desulfobacterales; D 


Salinisphaerales; 


ref|NR_029212.1 
5 237406 Burkho 


ref|NR_029083.1 
413724 415278 


ref|NR_028725.1 
932436 934005 


ref |NR_028623.1 
61 Lactobacillus 


ref|NR_028011.1 
1139586 114102 
Sali 


ref |NR_026012.1 
1267974 126947 
ulfuromonadales; 


ref|NR_025656.1 
83 Burkholderia 
ceae; Burkholder 
ref|NR_026106.1 


Eubacterium. 
ref|NR_027569.1 
50 Burkholderia 
Burkholder 
ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 
46 Burkholderia 
ceae; Burkholder 
ref |NR_024874.1 
61 Aquabacterium 
m. 
ref|NR_025546.1 
aceae; Glaciecol 
ref|NR_025499.1 
52 1767023 Alkali 
thiorhodospirace 
ref |NR_025483.1 
1786631 178798 
tiales; Ectothio 


ref |NR_025448.1 
21 Lactobacillus 


ref|NR_025401.1 


Burkholderia 
lderia phenazinium 
Burkholderia. 

Lactobacillus 

Lactobacillus 


ref|NR_029044.1| Burkholderia terricola 
3 Burkholderia terricola Bacteria; 
Burkholderia. 
ref|NR_028965.1| Burkholderia tropica 
0 Burkholderia tropica Bacteria; 
Burkholderia. 
ref|NR_028865.1| Solibacillus 
730321 731827 Solibacillus 
Solibacillus. 
ref|NR_028745.1| Thioalkalivibrio 
901557 903021 Thioalkalivibrio 
Chromatiales; Ectothiorhodospiraceae; 
ref|NR_028742.1] Desulforhopalus 
e 906169 907666 Desulforhopalus 


esulfobulbaceae; 


Lactobacillus 
Lactobacillus 


n 


Lactobacillus 
equi Bacteria; 


equi 


Salinisphaera 
5 Salinisphaera 
nisphaeraceae; 


Desulfuromonas 
5 Desulfuromonas 


Desulfuromonadaceae; 


Burkholderia hospita 


hospita Bacteria; 


ia. 
Eubacterium 


66 Eubacterium cellulosolvens 6 


Burkholderia unamae 


unamae MTI-641 Bacteria; 


ia. 
Burkholderia phymatum 


phymatum STM815 


Burkholderia. 
Burkholderia tuberum 


tuberum STM678 Bacteria; 


ia. 
Aquabacterium parvum 
parvum Bacteria; 


Glaciecola mesophila 


51 Glaciecola mesophila Bacteria; 


a. 
Alkalilimnicola 
limnicola halodurans 
ae; Alkalilimnicola. 
Halorhodospira 

6 Halorhodospira 
rhodospiraceae; 


Lactobacillus hamsteri 
hamsteri Bacteria; 


Actinomyces 


suimastitidis strain CCUG 39276 16S ribosomal RNA, partial sequence 1901160 1902575 Actinomyces 
suimastitidis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 


Actinomycetaceae; Actinomyces. 


489970 Bacteria_16S 2230533 2230440 1 


94 gi 


219857579 


hongkongensis strain HKU1 16S ribosomal RNA, partial sequence 


hongkongensis Bacteria; Proteobacteria; 

489970 Bacteria_16S 2326401 2326308 1 

stercorarium subsp. 
Clostridium stercorarium subsp. 

Clostridiaceae; Clostridium. 

489970 Bacteria_16S 2330803 2330751 44 

strain IPT10 16S 


489970 Bacteria_16S 
strain LMG 16225 


2385336 2385284 44 


489970 Bacteria_16S 2386860 2386808 44 


caledonica strain 


489970 Bacteria_16S 2512708 2512613 1 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Betaproteobacteria; 


94 gi 


leptospartum strain ATCC 35414 16S 


94 gi 


94 gi 


94 gi 


LMG 19076 16S ribosomal RNA, partial 
caledonica Bacteria; Proteobacteria; Betaproteobacteria; 


94 gi 


strain VKM Ac-1457 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; 


489970 Bacteria_16S 2836094 2836042 44 


94 gi 


219857512 
ribosomal 


219857509 


2329695 2331217 Burkholderia 


219857470 


16S ribosomal RNA, partial sequence 2384259 2385730 Burkholderia 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


219857469 
sequence 


219857369 


Streptosporangineae; 


219856900 


Neisseriales; 


Burkholderiales; 


ref|NR_025167.1 


ref 
RNA, 


NR_025100.1 


ref|NR_025097.1 


ref|NR_025058.1 
ref|NR_025057.1 
ref 


NR_024957.1 


ref|NR_024721.1 


partial sequence 
leptospartum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Laribacter 


2229404 2230862 Laribacter 
Neisseriaceae; 


Laribacter. 
Clostridium 
2325260 2326777 


Burkholderia sacchari 


sacchari Bacteria; 
Burkholderia. 


Burkholderia fungorum 


fungorum Bacteria; 
Burkholderia. 


Burkholderia 


2385781 2387256 Burkholderia 
Burkholderiaceae; 


Burkholderia. 
Nocardiopsis tropica 


2511592 2513043 Nocardiopsis tropica Bacteria; 
Nocardiopsaceae; Nocardiopsis. 


Burkholderia 


kururiensis strain KP23 16S ribosomal RNA, partial sequence 2834992 2836452 Burkholderia kururiensis 


Bacteria; 


489970 Bacteria_16S 2870054 2869961 1 


weihenstephanensis strain DSM11821 16S ribosomal RNA, partial sequence 
Bacillaceae; 


weihenstephanensis Bacteria; Firmicutes; 
489970 Bacteria_16S 3078080 3078028 44 
caribensis strain 


489970 Bacteria_16S 3417535 3417452 14 


hordeovulneris strain CIP 103149 16S ribosomal RNA, partial sequence 
hordeovulneris Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetaceae; Actinomyces. 

489970 Bacteria_16S 3546094 3546001 1 
DSM 6307 16S ribosomal RNA, 
Bacillales; Bacillaceae; Bacillus. 
489970 Bacteria_16S 3556869 3556776 1 


strain 106 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Zoogloea. 


489970 Bacteria_16S 
stercorarium subsp. 


3582459 3582366 1 


Bacillales; 


complete sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


94 gi 


94 gi 


94 gi 


94 gi 


3544949 35464 


94 gi 


94 gi 


219856878 


219846870 


MWAP64 16S ribosomal RNA, partial sequence 
caribensis Bacteria; Proteobacteria; Betaproteobacteria; 


219846633 


219846546 


219846538 


3555718 35572 


219846521 


thermolacticum strain TX41 16S ribosomal RNA, 


Burkholderiaceae; 


Burkholderiales; 


Actinomycetales; 


ref |NR_024697.1 
286889 
Bacillus; 
ref |NR_026462.1 
3076975 307840 
ref|NR_026225.1 
341641 


ref|NR_026138.1 
ref 


NR_026130.1 


ref|NR_026113.1 
partial sequenc 


Burkholderiaceae; 


54 Bacillus cohnii Bacteria; 


Burkholderia. 
Bacillus 
6 2870426 Bacillus 


Bacillus cereus group. 


Burkholderia 
6 Burkholderia 
Burkholderia. 
Actinomyces 
6 3417841 Actinomyces 


Actinomycineae; 


Bacillus cohnii strain 
Firmicutes; 


Zoogloea ramigera 


47 Zoogloea ramigera Bacteria; 


Clostridium 
e 3581316 3582832 


Clostridium stercorarium subsp. thermolacticum Bacteria; Firmicutes; Clostridia; Clostridiales; 


Clostridiaceae; Clostridium. 
489970 Bacteria_16S 3631115 3631022 1 


strain Dfr2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; 
489970 Bacteria_16S 3632640 3632547 1 


strain Dfrl 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; 


489970 Bacteria_16S 
aquaticum strain 
Bacteria; 
489970 Bacteria_16S 


4241555 4241462 1 


22265 22170 1 


strain 12B4 16S ribosomal RNA, partial sequence 


Firmicutes; 
489970 Bacteria_16S 


Clostridia; 


34505 34454 45 


strain 961*00022/98 16S ribosomal RNA, partial sequence 
Coriobacteriales; 


Actinobacteria; Coriobacteridae; 


489970 Bacteria_16S 38843 38760 13 


strain Ekho Lake-162 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


489970 Bacteria_16S 
synnemataformans 
synnemataformans 
Nocardiopsaceae; Nocardiopsis. 
489970 Bacteria_16S 46380 


43409 43314 1 


46329 45 


strain M069 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


489970 Bacteria_16S 47972 47877 1 


borkumensis strain Sk2 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


Bacteria; 
489970 Bacteria_16S 


49449 49398 45 


strain B 5329 16S ribosomal RNA, partial sequence 


94 gi 


Desulfuromonadales; 


94 gi 


94 gi 


GR16 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobia 


94 gi 


94 gi 
94 gi 


94 gi 


strain IMMIB D-1215 16S ribosomal RNA, 
Bacteria; Actinobacteria; Actinobacter 


94 gi 


21157 
Clostridiales; Veillonellaceae; 


Cori 


45374 


219846485 


3629961 36314 
Geobacteraceae; 


219846484 


3631486 36329 
Geobacteraceae; 


219846041 


265679049 


22626 


265679041 
33436 


265679038 
37787 


265679035 


265679033 
46777 


94 gi| 265679032 
46828 

94 gi| 265679031 
48372 49856 


4240469 4241874 Methyl 
les; Methylobacteriaceae; 


Propionispira. 


obacterineae; 


hodobacteraceae; 


partial sequence 
idae; Actinomycetales; 


nebacterineae; 


ref|NR_026077.1 


ref|NR_026076.1 
Geobacte 


ref |NR_025631.1 


ref |NR_029357.1 
Propionispira 


ref |NR_029349.1 

34786 
Coriobacteri 
ref |NR_029346.1 

39128 Sulfit 
Sulfitoba 
NR_029343.1 
42294 
Str 


ref 


ref|NR_029341.1 
Mycobacterium 
Mycobacteri 
ref |NR_029340.1 
48321 Alcani 
Alcanivoracacea 
ref |NR_029339.1 
Actinobaculum 


Geobacter pelophilus 


35 Geobacter pelophilus Bacteria; 
Geobacter. 


Geobacter bremensis 


60 Geobacter bremensis Bacteria; 


Ks 
Methylobacterium 
obacterium aquaticum 
Methylobacterium. 
Propionispira arboris 
arboris Bacteria; 


Atopobium vaginae 


Atopobium vaginae Bacteria; 


aceae; Atopobium. 
Sulfitobacter brevis 
obacter brevis Bacteria; 
cter. 

Nocardiopsis 

43754 Nocardiopsis 
eptosporangineae; 


Mycobacterium goodii 
goodii Bacteria; 

aceae; Mycobacterium. 
Alcanivorax 

vorax borkumensis 

e; Alcanivorax. 
Actinobaculum schaalii 
schaalii Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 


489970 Bacteria_ 


strain J1-31B-1 1 
Firmicutes; Erysi 


489970 Bacteria_ 


strain N. Pfennig 
Proteob 


Bacteria; 
489970 Bacteria_ 


seropedicae strai 
Proteob 


Bacteria; 
489970 Bacteria_ 


succinivorans str 
succinivorans Bac 


489970 Bacteria_ 


sulfidoxydans str 
sulfidoxydans Bac 
Pseudonocardiacea 
489970 Bacteria_16S 
dassonvillei subs 


16S 55654 55603 45 94 gi| 265679027 |ref|NR_029335.1| Holdemania filiformis 
6S ribosomal RNA, partial sequence 54638 56028 Holdemania filiformis Bacteria; 
pelotrichi; Erysipelotrichales; Erysipelotrichaceae; Holdemania. 
16S 57201 57106 1 94 gi|265679026|ref|NR_029334.1| Thiocystis gelatinosa 
2611 16S ribosomal RNA, partial sequence 56079 57529 Thiocystis gelatinosa 
acteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 
16S 64701 64650 45 94 gi|265679021|ref|NR_029329.1| Herbaspirillum 
n Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbaspirillum seropedicae 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 
16S 70786 70691 1 94 gi| 265679017 |ref|NR_029325.1| Schwartzia 
ain S1-1 16S ribosomal RNA, partial sequence 69637 71125 Schwartzia 
teria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Schwartzia. 
16S 72300 72205 1 94 gi|265679016|ref|NR_029324.1| Pseudonocardia 
ain 592 16S ribosomal RNA, partial sequence 71176 72680 Pseudonocardia 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
e; Pseudonocardia. 
85695 85600 1 94 gi|265679006|ref|NR_029314.1| Nocardiopsis 
p- dassonvillei strain IMRU 509 16S ribosomal RNA, partial sequence 84580 86040 


Nocardiopsis dassonvillei subsp. dassonvillei Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


Firmicutes; 


489970 Bacteria_16S 


elongatus strain 
Bacteria; 


Tsukamurella. 


489970 Bacteria_16S 
conspicuum strain 
conspicuum Bacter 


Mycobacteriaceae; 


489970 Bacteria_16S 
strain HQgoel 16S 
D 
489970 Bacteria_16S 
moscoviensis stra 
moscoviensis Bact 
489970 Bacteria_16S 
strain 27 16S rib 


Proteobacteria; 


90181 


teria; 
erium. 
94790 
bosomal RNA, 
bacillales; 


Streptosporangineae; Nocardiopsaceae; 
489970 Bacteria_16S 
hveragerdense str 
hveragerdense Bac 
Thermodesulfobact 
489970 Bacteria_16S 
strain KPA 16S ri 
Lacto 


90087 1 94 


ain JSP 16S ribosomal RNA, partial seq 
Thermodesulfobacteria; 


94739 45 94 
complete sequence 
Lactobacillaceae; 


Thermode 


Lactobac 


Nocardiops 
265679003 
uence 
sulfobacte 


gi 


gi| 265679000 
93645 95214 
illus. 


Proteob 
489970 Bacteria_16S 
strain IMMIB D-13 
Bacteria; Actinob 


99467 99385 13 94 gi 


104033 103982 45 94 gi 


108553 108502 45 94 gi 
3895/92 16S ribosomal RNA, partial se 
ia; Actinobacteria; Actinobacteridae; 
Mycobacterium. 

113159 113108 45 94 
ribosomal RNA, partial sequence 
eltaproteobacteria; Syntrophobacterale 
125487 125412 1 76 gi 
in NSP M-1 16S ribosomal RNA, partial 
eria; Nitrospirae; Nitrospirales; Nitr 
137626 137531 1 94 gi 
osomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 
formicaceticum st 
formicaceticum Ba 
489970 Bacteria_16S 


strain KB740 16S 
Proteobacteria; 


sanfranciscensis 
sanfranciscensis 


489970 Bacteria_16S 
thermophilus stra 
thermophilus Bact 


Methylococcus. 


489970 Bacteria_16S 
whittenburyi stra 
Methylobacter whittenburyi Bacteria; Proteobacteria; Gammaproteobacteria; 


Methylococcaceae; 


489970 Bacteria_16S 
thermophilum strain H-6-12 16S ribosomal RNA, 


B 


155838 155787 45 94 gi 
Clostr 


gi 


cteria; Firmicutes; Clostridia; 
157395 157344 45 94 
ribosomal RNA, partial sequence 


160499 160404 1 94 gi 
SM 20419 16S ribosomal RNA, partial se 
Actinobacteria; Actinobacteridae; Ac 


v 


165012 164961 45 94 gi 
strain L-12 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Lactobacillales; 
180205 180110 1 94 gi 
in IMV-B-3037 16S ribosomal RNA, parti 
eria; Proteobacteria; Gammaproteobacte 


194020 193925 1 94 gi 
in 1521 of Whittenbury 16S ribosomal R 


Methylobacter. 
204835 204740 1 


94 gi 
complete 


FP 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfob 


21 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


112043 11359 


136495 13800 


rain Al 16S ribosomal RNA, partial seq 


156293 15781 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae 
489970 Bacteria_16S 
helvolus strain D 
helvolus Bacteria 
Pseudoclavibacter 
489970 Bacteria_16S 


265678997 
98328 
acterales; 
265678994 
10297 
ales; Cory 
265678990 
quence 
Actinomyce 


265678987 


s; Syntrop 
265678979 
sequence 

ospiraceae 
265678971 


ococcineae 
265678959 
uence 

idiales; C 
265678958 


265678956 
quence 
tinomyceta 


265678953 
sequence 
Lactobaci 
265678943 
al sequenc 
ria; Methy 


265678934 
NA, partia 


265678927 


is. 
ref |NR_029311.1 

89036 90489 
riales; Thermod 


Thermodesulfobacterium 
Thermodesulfobacterium 
esulfobacteriaceae; 
ref |NR_029308.1 

Lactobacillus 


Lactobacillus lindneri 
lindneri Bacteria; 


Desulfobulbus 

obulbus elongatus 

e; Desulfobulbus. 
Tsukamurella pulmonis 
murella pulmonis 
Tsukamurellaceae; 


ref |NR_029305.1 

99781 Desulf 
Desulfobulbacea 
ref |NR_029302.1 
6 104435 Tsuka 
nebacterineae; 


ref|NR_029298.1 
107522 108917 
tales; Corynebac 


Mycobacterium 
Mycobacterium 
terineae; 


ref|NR_029295.1| Syntrophus gentianae 
0 Syntrophus gentianae Bacteria; 
haceae; Syntrophus. 
ref|NR_029287.1| Nitrospira 

124349 125867 Nitrospira 
; Nitrospira. 
ref|NR_029279.1| Oerskovia turbata 
4 Oerskovia turbata Bacteria; 


; Cellulomonadaceae; Oerskovia. 

ref|NR_029267.1| Clostridium 
154728 156242 Clostridium 

lostridiaceae; Clostridium. 

ref|NR_029266.1| Azoarcus evansii 

8 Azoarcus evansii Bacteria; 

; Azoarcus. 

ref|NR_029264.1| Pseudoclavibacter 
159387 160848 Pseudoclavibacter 

les; Micrococcineae; Microbacteriaceae; 

ref|NR_029261.1| Lactobacillus 
163866 165437 Lactobacillus 

llaceae; Lactobacillus. 

ref|NR_029251.1]| Methylococcus 

e 179074 180523 Methylococcus 

lococcales; Methylococcaceae; 

ref|NR_029242.1| Methylobacter 

1 sequence 192873 194334 


Methylococcales; 


sequence 


ref |NR_029235.1| Dictyoglomus 
203662 205201 Dictyoglomus 


thermophilum Bacteria; Dictyoglomi; Dictyoglomales; Dictyoglomaceae; Dictyoglomus. 


489970 Bacteria_16S 


equigenitalis strain N480/82 16S ribosomal RNA, partial 
equigenitalis Bacteria; 


489970 Bacteria_16S 
genavense strain 


Mycobacterium. 
489970 Bacteria_16S 


novocastrense strain 73 16S ribosomal RNA, 
novocastrense Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 


Mycobacteriaceae; 
489970 Bacteria_16S 


strain OXB 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 


489970 Bacteria_16S 


strain Hbl 16S ribosomal RNA, partial sequence 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


489970 Bacteria_16S 
strain CDC F5101 


489970 Bacteria_16S 


strain B-3 16S ribosomal RNA, partial sequence 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysip 


489970 Bacteria_16S 
strain ATCC 51131 


Mycobacterium. 
489970 Bacteria_16S 
strain YIM 70081 


489970 Bacteria_16S 


sandarakina strain YIM 70009 16S ribosomal RNA, partial 
sandarakina Bacteria; Actinobacteria; Actinobacteridae; 


Nesterenkonia. 
489970 Bacteria_16S 
asymbiotica subsp. 


16S ribosomal RNA, 
Proteobacteria; Betaproteobacteria; Burkholderiales; Al 


206350 206299 45 


Proteobacteria; 
221732 221681 45 


2289 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


243211 243160 45 


267287 267236 45 


276407 276313 1 


289934 289883 45 


303618 303567 45 


334300 334249 45 


16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


359793 359698 1 


361339 361244 1 


400833 400758 1 


Photorhabdus asymbiotica subsp. 


Enterobacteriales; 
489970 Bacteria_16S 
subsp. 


Microbacteriaceae; 
489970 Bacteria_16S 
boenickei strain 


Mycobacterium. 
489970 Bacteria_16S 


australiensis strain Ben 117 16S ribosomal RNA, partial 
australiensis Bacteria; 


Quatrionicoccus. 
489970 Bacteria_16S 
strain QH3A7 16S 


489970 Bacteria_16S 


defluvii strain BSB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrog 
Proteobacteria; Betaproteobacteria; Burkholderiales; 


Bacteria; 
489970 Bacteria_16S 


Enterobacteriaceae; 
nitratus strain IMET 11532, 


cerinus subsp. nitratus Bacteria; Actinobacteria; Actin 
Agromyces. 


ribosomal RNA, 


402375 402280 1 


480708 480657 45 


W5998 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


482279 482228 45 
Proteobacteria; 


490069 489974 1 


499284 499233 45 


500836 500785 45 


complete sequence 


16S ribosomal RNA, p 


complete sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


94 gi| 265678926 |ref|NR_029234.1 
sequence 205252 206750 
Betaproteobacteria; 


94 gi| 265678915 


94 gi| 265678900 
complete sequence 


94 gi| 265678882 


94 gi| 265678876 


94 gi| 265678867 


94 gi| 265678858 


94 gi| 265678838 


94 gi| 265678815 


16S ribosomal RNA, partial sequence 358665 360154 Nesterenkonia 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


94 265678814 


sequence 


gi 


76 gi| 265678788 


australis strain 9802892 16S ribosomal RNA, partial sequence 


94 gi| 265678787 


94 gi| 265678731 


Corynebacterineae; M 

94 gi|265678730|ref|NR_029035.1 

sequence 481171 482647 

Betaproteobacteria; Rhodocyclales; Rhodoc 

94 gi|265678725|ref|NR_029030.1 
488917 49045 

ococcineae; Jonesiaceae; J 

94 gi|265678719|ref|NR_029024.1 


94 gi| 265678718 


strain BSB 41.8 16S ribosomal RNA, partial sequence 499730 50125 


Proteobacteria; Betaproteobacteria; Burkholderiales; Co 


489970 Bacteria_16S 
antarctica strain 


Pseudonocardiaceae; 
489970 Bacteria_16S 


507029 506934 1 


523734 523639 1 


94 gi|265678714 


DVS 5al 16S ribosomal RNA, partial sequence 
antarctica Bacteria; Actinobacteria; Actinobacteridae; 
Pseudonocardia. 


94 gi| 265678703 


benzenivorans strain B5 16S ribosomal RNA, partial sequence 52260 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Pseudonocardia. 
489970 Bacteria_16S 


strain FI-0169 16S ribosomal RNA, partial sequence 


531301 531250 45 


94 gi| 265678698 


e; Actinomycetales; 
266185 26767 
alobacteraceae; 


275297 276761 Helicobacter 
Helicobacteraceae; 


302503 30397 
elotrichaceae. 


ococcineae; 


Actinomycetales; 


artial sequence 
obacteridae; Actinomycetal 


479623 481120 Mycoba 


Comamonadaceae; 


Actinomycetales; 


Pseudonocardineae; P 


ref|NR_029223.1 


ref|NR_029208.1 
242123 243639 


ref|NR_029188.1 


ref |NR_029182.1 


ref|NR_029173.1 
Bordetella. 


ref |NR_029164.1 


ref |NR_029143.1 


ref|NR_029120.1 
Micrococcaceae 
ref|NR_029119.1 
360205 361665 
Micrococ 


ref |NR_029093.1 


ref|NR_029092.1 


401266 


ref |NR_029036.1 


Hy 
ref|NR_029023.1 
Hydrogenopha 
ref|NR_029019.1 

505922 507359 
Pseudonoc 


ref|NR_029008.1 
2 524095 Pseudo 


Taylorella 
Taylorella 


Burkholderiales; Alcaligenaceae; Taylorella. 


Mycobacterium 


220659 222097 Mycobacterium genavense 


Corynebacterineae; Mycobacteriaceae; 


Mycobacterium 
Mycobacterium 


Corynebacterineae; 


Oxalobacter formigenes 


2 Oxalobacter formigenes Bacteria; 
Oxalobacter. 


Helicobacter bilis 


bilis Bacteria; 
Helicobacter. 


Bordetella holmesii 


288824 290348 Bordetella holmesii Bacteria; 
caligenaceae; 


Clostridium innocuum 


7 Clostridium innocuum Bacteria; 


Mycobacterium celatum 


333245 334704 Mycobacterium celatum 


Corynebacterineae; Mycobacteriaceae; 


Nesterenkonia lutea 
lutea Bacteria; 

; Nesterenkonia. 
Nesterenkonia 
Nesterenkonia 

cineae; Micrococcaceae; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 
Photorhabdus. 


Agromyces cerinus 
402730 Agromyces 
es; Micrococcineae; 


Mycobacterium 
cterium boenickei 
ycobacteriaceae; 


Quatrionicoccus 
Quatrionicoccus 


yclaceae; 


Jonesia quinghaiensis 


1 Jonesia quinghaiensis Bacteria; 


onesia. 

Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 
mamonadaceae; 


ga. 
Pseudonocardia 
Pseudonocardia 
ardineae; 


Pseudonocardia 
nocardia benzenivorans 
seudonocardiaceae; 


ref |NR_029003.1 


Mycobacterium chimaera 


530243 531694 Mycobacterium chimaera Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium; 
Mycobacterium avium complex (MAC). 


489970 Bacteria_16S 
strain NO-502 16S 


535904 535841 13 76 
ribosomal RNA, partial sequence 


gi| 265678695 


534808 53626 


ref|NR_029000.1 


Arcicella aquatica 


7 Arcicella aquatica Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flexibacteraceae; Arcicella. 

489970 Bacteria_16S 569477 569426 45 94 gi|265678673|ref|NR_028978.1| Actinobaculum urinale 
strain R9242 16S ribosomal RNA, partial sequence 568394 569881 Actinobaculum urinale Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinobaculum. 
489970 Bacteria_16S 581414 581363 45 94 gi|265678665|ref|NR_028970.1| Mycobacterium 
pyrenivorans strain 17A317A3 16S ribosomal RNA, partial sequence 580337 581817 Mycobacterium 
pyrenivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

489970 Bacteria_16S 617890 617839 45 94 gi|265678640|ref|NR_028945.1| Mycobacterium 
holsaticum strain 1406 16S ribosomal RNA, partial sequence 616795 618320 Mycobacterium holsaticum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

489970 Bacteria_16S 625298 625247 45 94 gi|265678635|ref|NR_028940.1| Mycobacterium palustre 
strain E846 16S ribosomal RNA, partial sequence 624219 625725 Mycobacterium palustre Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
489970 Bacteria_16S 664785 664734 45 94 gi|265678606|ref|NR_028911.1| Anaerovorax 
odorimutans strain NorPut 16S ribosomal RNA, partial sequence 663698 665185 Anaerovorax 
odorimutans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Anaerovorax. 

489970 Bacteria_16S 673929 673878 45 94 gi|265678600|ref|NR_028905.1| Actinomyces coleocanis 


strain M343/98/2 16S ribosomal RNA, partial sequence 672829 67426 
Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
489970 Bacteria_16S 687465 687414 45 94 gi 
cetonica strain 480 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfob 
489970 Bacteria_16S 689019 688968 45 94 gi 
catecholicum strain NZva20 16S ribosomal RNA, partial s 
catecholicum Bacteria; Proteobacteria; Deltaproteobacteria; Desul 
489970 Bacteria_16S 699715 699620 1 94 gi| 265678583 
strain 6111 16S ribosomal RNA, partial sequence 698584 69993 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
489970 Bacteria_16S 711398 711323 1 76 gi| 265678575 
strain NVI 88/478 16S ribosomal RNA, partial sequence 71023 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellace 
489970 Bacteria_16S 712885 712834 45 94 gi| 265678574 
strain gM-1 16S ribosomal RNA, partial sequence 711792 71330 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 
489970 Bacteria_16S 723822 723747 1 76 gi| 265678566 
luminescens subsp. laumondii strain TTO1 16S ribosomal RNA, parti 
Photorhabdus luminescens subsp. 
Enterobacteriales; Enterobacteriaceae; Photorhabdus. 
489970 Bacteria_16S 734442 734348 1 94 gi 
halophila strain 4270 16S ribosomal RNA, partial sequen 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromati 
489970 Bacteria_16S 739058 739007 45 94 gi 
lusitanum strain P6-12 16S ribosomal RNA, complete sequ 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Ox 
489970 Bacteria_16S 756397 756302 1 94 gi| 265678542 
VKM Ac-1800 16S ribosomal RNA, partial sequence 755262 75674 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
489970 Bacteria_16S 757905 757854 45 94 gi 
respiraculi strain AU3313 16S ribosomal RNA, partial se 
respiraculi Bacteria; Proteobacteria; Betaproteobacteri 
489970 Bacteria_16S 762411 762328 13 94 gi 
nematophilus strain NEMla 16S ribosomal RNA, partial se 
nematophilus Bacteria; Firmicutes; Bacillales; Paenibac 
489970 Bacteria_16S 765553 765458 1 94 gi 
jalaludinii strain M9 16S ribosomal RNA, complete seque 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; 
489970 Bacteria_16S 771628 771533 1 94 gi| 265678532 
strain Uedal07 16S ribosomal RNA, partial sequence 770475 77198 


265678591 
68634 
acterales; 
265678590 
equence 


265678559 
ce 73331 
ales; Chro 
265678555 
ence 73794 


265678541 
quence 

a; Burkhol 
265678538 
quence 
illaceae; 
265678536 
nce 76438 


nomycineae 


ococcineae; 


; Actinomycetac 
ref|NR_028896.1 
3 687857 Desul 
Desulfobacterac 
ref|NR_028895.1 

687908 689408 
fobacterales; D 
ref|NR_028888.1 


Thiocystis. 
ref|NR_028880.1 
9 711741 Morit 
ae; Moritella. 
ref |NR_028879.1 
8 Mycobacterium 
eae; Mycobacteri 
ref |NR_028870.1 
al sequence 


ref |NR_028863.1 
9 734742 Thioha 
matiaceae; Thioh 
ref|NR_028859.1 
8 739471 Herbas 
alobacteraceae; 
ref |NR_028846.1 


; Microbacteriac 
ref |NR_028845.1 

756798 758254 
deriales; Burkho 
ref |NR_028842.1 

761257 762788 
Paenibacillus. 
ref |NR_028840.1 
5 765927 Mitsuo 
Mitsuokella. 
ref |NR_028836.1 


Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibri 
489970 Bacteria_16S 806992 806898 1 94 gi|265678508|ref|NR_028811.1 
thermophilum strain 7 16S ribosomal RNA, partial sequence 805842 807361 Thermo 
thermophilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodes 
Thermodesulfobacterium. 

489970 Bacteria_16S 823730 823679 45 94 gi| 265678497 |ref|NR_028800.1 
taiwanensis strain LMG 19424 16S ribosomal RNA, partial sequence 822620 824161 
taiwanensis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkho 
489970 Bacteria_16S 852538 852443 1 94 gi|265678478|ref|NR_028781.1 


radiotolerans strain SRS30216 16S ribosomal RNA, partial sequence 


£ 


e 


e 


5 Actinomyces coleocanis Bacteria; 
e 


ae; Actinomyces. 
Desulfosarcina 
osarcina cetonica 

eae; Desulfosarcina. 
Desulfobacterium 
Desulfobacterium 
sulfobulbaceae. 
Thiocystis violascens 


4 Thiocystis violascens Bacteria; 


Moritella viscosa 
lla viscosa Bacteria; 


Mycobacterium caprae 
caprae Bacteria; 
aceae; Mycobacterium. 
Photorhabdus 
722663 724202 


laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


Thiohalocapsa 

locapsa halophila 
alocapsa. 
Herbaspirillum 
pirillum lusitanum 
Herbaspirillum. 
Agromyces albus strain 


7 Agromyces albus Bacteria; 


eae; Agromyces. 
Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 
Paenibacillus 
Paenibacillus 


Mitsuokella 
kella jalaludinii 


Cellvibrio japonicus 


3 Cellvibrio japonicus Bacteria; 


oO. 
Thermodesulfobacterium 
desulfobacterium 
ulfobacteriaceae; 


Cupriavidus 
Cupriavidus 
lderiaceae; Cupriavidus. 


851409 852783 


Kineococcus 
Kineococcus 


radiotolerans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Kineosporiineae; 


Kineosporiaceae; 


489970 Bacteria_16S 


strain N-1 16S ri 
Proteobacteria; B 


strain Z-7191 16S 
Firmicutes; Clost 


489970 Bacteria_16S 


xylanovorans stra 
xylanovorans Bact 


489970 Bacteria_16S 


strain 2 16S ribo 
Proteobacteria; B 


489970 Bacteria_16S 


taeniospiralis st 
taeniospiralis Ba 
Hydrogenophaga. 


489970 Bacteria_16S 


strain 133 16S ri 
Proteobacteria; B 


489970 Bacteria_16S 


strain 146 16S ri 
Proteobacteria; B 


489970 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


489970 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


Kineococcus. 
873903 873852 45 94 
bosomal RNA, partial sequence 


891897 891802 1 94 
ribosomal RNA, partial sequence 


bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 


489970 Bacteria_16S 


autotrophica stra 
autotrophica Bact 
Sulfurimonas. 


489970 Bacteria_16S 


strain KMM 1406 1 
Proteobacteria; G 


strain JCM 21370 


strain D2-18 16S 
Firmicutes; Clost 


489970 Bacteria_16S 


strain DB21MT-5 1 
Proteobacteria; G 


489970 Bacteria_16S 


strain I-273 16S 


Actinobacteria; Actinoba 
489970 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


489970 Bacteria_16S 


DSM 1552 16S ribo 


1054692 1054598 1 94 


1066847 1066772 1 76 


1071287 1071205 13 94 


1104242 1104191 45 
ribosomal RNA, 
ridia; 


94 

partial sequence 
Clostridiales; 
1111929 1111854 1 
6S ribo 
ammapro 


76 


1116489 1116394 1 
ribosomal RNA, 


94 
partial sequence 


1146699 1146648 45 
ibosoma 
etaprot 


94 
1 RNA, partial sequence 
eobacteria; Burkholderiales; 
1166386 1166335 45 94 


somal RNA, partial sequence 1165300 1166687 Clostridium spiroform 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 
489970 Bacteria_16S 1180009 1179958 45 94 gi|228717704|ref|NR_027566.1 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosom 
489970 Bacteria_16S 1181579 1181504 1 76 gi|228717635|ref|NR_027565.1 
ATCC BAA-548 16S ribosomal RNA, partial sequence 1180467 11819 
Bacteria; Lentisphaerae; Victivallales; Victivallaceae; Victivallis. 
489970 Bacteria_16S 1186036 1185961 1 76 gi|228716090|ref|NR_027546.1 
ATCC 43969 16S ribosomal RNA, partial sequence 1184900 11863 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
489970 Bacteria_16S 1187547 1187472 1 76 gi|228716058|ref|NR_027545.1 
ATCC 29909 16S ribosomal RNA, partial sequence 1186411 11878 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
489970 Bacteria_16S 1190569 1190494 1 76 gi| 228715942 |ref|NR_027543.1 
ATCC 43970 16S ribosomal RNA, partial sequence 1189433 11908 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriac 
489970 Bacteria_16S 1193564 1193513 45 94 gi|228715722|ref|NR_027537.1 


13501 16S ribosomal RNA, 


complete sequence 


cteridae; Actinomycetales; Kin 


gi 


872811 87416 
etaproteobacteria; Burkholderiales; Burkholderia 


489970 Bacteria_16S 


gi 


890778 89219 


1036784 10382 


Comamonadace 


gi 


in OK10 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Epsilonproteobac 


gi 


gi 


gi 


1103152 11046 
Clostridiales F 


a 
gi 


M 
gi 


265678463 


265678450 


265678341 
uence 
teria; 


265678333 


6S ribosomal RNA, partial sequence 1065751 10671 
ammaproteobacteria; Chromatiales; Chro 
489970 Bacteria_16S 


matiaceae; 
265678330 


16S ribosomal RNA, partial sequence 1070184 10716 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
489970 Bacteria_16S 


265678306 


mily XIII. 
265678301 


somal RNA, partial sequence 1110771 11122 
teobacteria; Alteromonadales; 


265678298 


1115364 11168 


e 
gi 


253680759 


1145612 11470 


Ox 
gi 


228720470 


Campylo 


Rhodospiri 


oritellace 


osporiinea 


alobactera 


ref |NR_028766.1 


, 


NR_028752.1 


ceae 
ref 


ae; Curvibacter. 
ref |NR_028643.1 

1053566 105500 
bacterales; 


ref|NR_028635.1 
52 Rheinheimera 
Rheinheimera. 
ref |NR_028632.1 


llaceae; Tistrel 
ref|NR_028608.1 
21 Mogibacterium 

Incertae Sedis; 
ref |NR_028602.1 


Moritella. 
NR_028599.1 


ae; 
ref 


e; K 
ref 


ineosporiace 
NR_028007.1 
; Collimonas 
NR_027592.1 


ceae 
ref 


Cupriavidus necator 


6 Cupriavidus necator Bacteria; 
Cupriavidu 


Ss. 
Orenia sivashensis 


7 Orenia sivashensis Bacteria; 


ridia; Halanaerobiales; Halobacteroidaceae; Orenia. 

910367 910273 1 94 gi|265678438|ref|NR_028740.1| Clostridium 
in HESP1 16S ribosomal RNA, partial sequence 909211 910743 Clostridium 
eria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

944390 944339 45 94 gi|265678416|ref|NR_028718.1| Hydrogenophaga flava 
somal RNA, partial sequence 943283 944795 Hydrogenophaga flava Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 

947513 947462 45 94 gi|265678414|ref|NR_028716.1| Hydrogenophaga 
rain 2Kl1 16S ribosomal RNA, partial sequence 946409 947922 Hydrogenophaga 
cteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

950640 950589 45 94 gi|265678412|ref|NR_028714.1| Acidovorax delafieldii 
bosomal RNA, partial sequence 949535 951049 Acidovorax delafieldii Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

952199 952148 45 94 gi|265678411|ref|NR_028713.1| Curvibacter delicatus 
bosomal RNA, partial sequence 951100 952594 Curvibacter delicatus Bacteria; 
etaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter. 

1036354 1036303 45 94 gi|265678354|ref|NR_028656.1| Herbaspirillum putei 
bosomal RNA, partial sequence 1035238 1036733 Herbaspirillum putei Bacteria; 
etaproteobacteria; Burkholderiales; Oxalobacteraceae; Herbaspirillum. 

1037894 1037843 45 94 gi|265678353|ref|NR_028655.1| Curvibacter gracilis 


67 Curvibacter gracilis Bacteria; 


Sulfurimonas 
2 Sulfurimonas 
Helicobacteraceae; 


Rheinheimera pacifica 


pacifica Bacteria; 


Tistrella mobilis 


36 Tistrella mobilis Bacteria; 


la. 

Mogibacterium pumilum 
pumilum Bacteria; 
Mogibacterium. 
Moritella yayanosii 


56 Moritella yayanosii Bacteria; 


Kineosporia succinea 


39 Kineosporia succinea Bacteria; 


ae; Kineosporia. 
Collimonas fungivorans 


64 Collimonas fungivorans Bacteria; 


Clostridium spiroforme 
e DSM 1552 Bacteria; 


Nitrosomonas eutropha 
C91 Bacteria; 

onas. 

Victivallis vadensis 


22 Victivallis vadensis ATCC BAA-548 


Yersinia mollaretii 


60 Yersinia mollaretii ATCC 43969 


eae; Yersinia. 
Yersinia intermedia 


71 Yersinia intermedia ATCC 29909 


eae; Yersinia. 
Yersinia bercovieri 


93 Yersinia bercovieri ATCC 43970 


eae; Yersinia. 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 


Bordetella hinzii LMG 


1192457 1193978 Bordetella hinzii LMG 13501 Bacteria; 


489970 Bacteria_16S 1196703 1196640 13 76 gi|228715574|ref|NR_027535.1| Denitrovibrio 
acetiphilus DSM 12809 16S ribosomal RNA, partial sequence 1195565 1197080 Denitrovibrio acetiphilus DSM 
12809 Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; Denitrovibrio. 

489970 Bacteria_16S 1198226 1198175 45 94 gi|228715504|ref|NR_027534.1| Ramlibacter 
tataouinensis TTB310 16S ribosomal RNA, partial sequence 1197131 1198567 Ramlibacter tataouinensis 
TTB310 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ramlibacter. 
489970 Bacteria_16S 1210358 1210264 1 94 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
489970 Bacteria_16S 1223758 1223707 45 94 gi|219878346|ref|NR_025485.1| Caminicella sporogenes 
strain AM1114 16S ribosomal RNA, partial sequence 1222664 1224119 Caminicella sporogenes Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caminicella. 

489970 Bacteria_16S 1228361 1228266 1 94 gi|219878281|ref|NR_025420.1| Cellvibrio fibrivorans 
strain R-4079 16S ribosomal RNA, partial sequence 1227244 1228719 Cellvibrio fibrivorans Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Cellvibrio. 

489970 Bacteria_16S 1250968 1250917 45 94 gi|219857412|ref|NR_025000.1| Mycobacterium kubicae 
strain CDC 941078 16S ribosomal RNA, partial sequence 1249918 1251238 Mycobacterium kubicae 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium. 

489970 Bacteria_16S 1261513 1261418 1 94 gi|219846707|ref|NR_026299.1| Brevibacterium 
mcbrellneri ATCC 49030 16S ribosomal RNA, partial sequence 1260397 1261800 Brevibacterium mcbrellneri 
ATCC 49030 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

489970 Bacteria_16S 1267537 1267486 45 94 gi|219846423|ref|NR_026014.1| Massilia timonae 
strain UR/MT95 16S ribosomal RNA, partial sequence 1266430 1267923 Massilia timonae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Massilia. 

489970 Bacteria_16S 1291565 12914701 94 gi|228720812|ref|NR_027597.1| Corynebacterium 
urealyticum DSM 7109 16S ribosomal RNA, partial sequence 1290453 1291853 Corynebacterium urealyticum 
DSM 7109 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Corynebacteriaceae; Corynebacterium. 

489970 Bacteria_16S 1305189 1305094 1 94 gi|219846460|ref|NR_026051.1| Caldicellulosiruptor 
owensensis OL 16S ribosomal RNA, partial sequence 1304017 1305555 Caldicellulosiruptor owensensis OL 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacterales Family III. Incertae 
Sedis; Caldicellulosiruptor. 

489970 Bacteria_16S 1363044 1362961 13 94 gi|228719132|ref|NR_027580.1| Octadecabacter 
antarcticus strain 307 16S ribosomal RNA, partial sequence 1361976 1363364 Octadecabacter antarcticus 307 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 

489970 Bacteria_16S 1376745 1376694 45 94 gi|228717818|ref|NR_027567.1| Polaromonas 
naphthalenivorans CJ2 16S ribosomal RNA, partial sequence 1375665 1377116 Polaromonas naphthalenivorans 
CJ2 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Polaromonas. 

489970 Bacteria_16S 1415681 1415587 1 94 gi| 224581448 |ref|NR_027230.1| Pseudomonas marginalis 
strain LMG 2210 16S ribosomal RNA, partial sequence 1414552 1416042 Pseudomonas marginalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; Pseudomonas. 

489970 Bacteria_16S 1424841 1424790 45 94 gi|224581442|ref|NR_027224.1| Thauera phenylacetica 
strain B4P 16S ribosomal RNA, partial sequence 1423741 1425251 Thauera phenylacetica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

489970 Bacteria_16S 1432668 1432593 1 76 gi|224581434|ref|NR_027216.1| Leptospirillum 
ferrooxidans strain L15 16S ribosomal RNA, partial sequence 1431517 1433000 Leptospirillum ferrooxidans 
Bacteria; Nitrospirae; Nitrospirales; Nitrospiraceae; Leptospirillum. 

489970 Bacteria_16S 1438784 1438733 45 94 gi|224581429|ref|NR_027211.1| Thauera aminoaromatica 
strain S2 16S ribosomal RNA, partial sequence 1437684 1439179 Thauera aminoaromatica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

489970 Bacteria_16S 1448028 1447977 45 94 gi| 224581422 |ref|NR_027203.1| Mogibacterium 
neglectum strain P9a-h 16S ribosomal RNA, partial sequence 1446932 1448409 Mogibacterium neglectum 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; 
Mogibacterium. 

489970 Bacteria_16S 1454016 1453921 1 94 gi|224581418|ref|NR_027199.1| Arthrobacter 
nitroguajacolicus strain G2-1 16S ribosomal RNA, partial sequence 1452894 1454381 Arthrobacter 
nitroguajacolicus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

489970 Bacteria_16S 1457034 1456983 45 94 gi|224581416|ref|NR_027197.1| Achromobacter 
ruhlandii strain EY3918 16S ribosomal RNA, partial sequence 1455966 1457283 Achromobacter ruhlandii 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Achromobacter. 

489970 Bacteria_16S 1459900 1459825 1 76 gi|224581413|ref|NR_027194.1| Xenorhabdus japonica 
strain SK-1T 16S ribosomal RNA, partial sequence 1458766 1460246 Xenorhabdus japonica Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 

489970 Bacteria_16S 1464498 1464447 45 94 gi|224581410|ref|NR_027191.1| Mogibacterium diversum 
strain HM-7 16S ribosomal RNA, partial sequence 1463419 1464873 Mogibacterium diversum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XIII. Incertae Sedis; Mogibacterium. 

489970 Bacteria_16S 1466021 1465970 45 94 gi|224581409|ref|NR_027190.1| Azoarcus buckelii 


strain U120 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 


1464924 1466433 Azoarcus buckelii Bacteria; 


489970 Bacteria_ 


strain DhA-35 16S 
B 


Proteobacteria; 
489970 Bacteria_ 


piechaudii strain 
piechaudii Bacter 


489970 Bacteria_ 
subsp. 
subsp. 
Mycobacteriaceae; 
489970 Bacteria_ 


strain B8 16S rib 
B 


Proteobacteria; 
489970 Bacteria_ 


citratiphilum str 
Proteob 
489970 Bacteria 1 


Bacteria; 


strain MK27-91F2 


strain CM243 16S 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 
489970 Bacteria_1 
stercoricanis str 
stercoricanis Bac 
489970 Bacteria_1 
bolidensis strain 
bolidensis Bacter 
Intrasporangiacea 
489970 Bacteria_1 
albatum strain R 761-7 16S ribosomal RNA, partial seque 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycet 


avium stra 
avium Bact 


16S 1469031 1468980 45 94 


ribosomal RNA, partial sequence 


gi 


16S 1472108 1472057 45 94 gi 


16S 1476543 1476492 45 94 gi 


16S 1549263 1549212 45 


osomal RNA, partial sequence 


94 gi 


16S 1552197 1552146 45 94 gi 


6S 1574638 1574543 1 94 gi 


6S 1615889 1615806 13 94 
ribosomal RNA, partial sequence 


gi 


6S 1623465 1623414 45 94 gi 


teria; 
6S 


Proteobacteria; 


1626487 1626392 1 94 gi 
ia; Actinobacteria; Actinobacteridae; 
e; Arsenicicoccus. 


6S 1666149 1666054 1 


94 gi 


Kibdelosporangium. 


489970 Bacteria_16S 


strain R2014 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
489970 Bacteria_16S 


strain 888-76 16S 
Proteobacteria; 


strain R5292 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Acti 
489970 Bacteria_16S 
margaritifer stra 
margaritifer Bact 


Tepidiphilus. 


489970 Bacteria_16S 
in LMG 19434 16S ribosomal RNA, partia 
Gammaproteobacte 


ostraviensis stra 
ostraviensis Bact 
Cellvibrio. 


489970 Bacteria_16S 


strain OSBAC1 16S 
Proteobacteria; 


rhodesiae strain 
rhodesiae Bacteri 
Mycobacteriaceae; 


489970 Bacteria_16S 


strain DSM 44222 


strain DSM 44515 


G 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


1669184 1669133 45 94 
ribosomal RNA, partial sequence 


gi 


1672310 1672236 1 76 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1682838 1682787 45 94 gi 
ribosomal RNA, partial sequence 


gi 


1687292 1687241 45 94 gi 


eria; Proteobacteria; 


1691977 1691882 1 94 gi 


eria; Proteobacteria; 


1708922 1708847 1 76 
ribosomal RNA, partial sequence 


gi 


1727059 1727008 45 94 gi 
DSM 44223 16S ribosomal RNA, partial s 


Mycobacterium. 


1728598 1728547 45 94 gi 


1730134 1730083 45 94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


489970 Bacteria_16S 


moriokaense strai 
moriokaense Bacte 
Mycobacteriaceae; 


489970 Bacteria_16S 


strain DSM 44494 


1731647 1731596 45 94 gi 
n DSM 44221 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 
1740866 1740771 1 94 gi 
Stre 
gi 


1806033 1805938 1 94 


EY3860 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Betaproteobacteria 


in DSM 44156 16S ribosomal RNA, partia 
eria; Actinobacteria; Actinobacteridae 
Mycobacterium; Mycobacterium avium co: 


etaproteobacteria; Burkholderiales; Aq 


ain B4 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 


ain 5BAC4 16S ribosomal RNA, partial s 
Betaproteobacte 


CCUG 47306 16S ribosomal RNA, partial 


in N2-214 16S ribosomal RNA, partial s 
Betaproteobacter 


a; Actinobacteria; Actinobacteridae; Act 


224581407 


1467942 14694 
etaproteobacteria; Rhodocyclales; Rhod 


1548180 15495 
bacteriu 


ua 
219857243 
en 
riales; 

219856868 


16S ribosomal RNA, partial sequence 1573526 15750 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
489970 Bacteria_1 


do 
219878466 


1614821 16162 
lobacter 


au 
219878461 
equence 
ria; 
219878459 
sequence 
Ac 


219878431 
nce 


ales; 


219878429 


1668114 16695 
mycineae 


no 
219878427 


1671187 16725 
nterobac 


E 
219878420 


1681727 16832 
mycineae 


no 
219878417 
equence 

ia; 


, 


219878413 
2 
ria; 


219878402 


1707781 17092 
ammaproteobacteria; Chromatiales; Chro 


matiaceae; 
219878390 
equence 


219878389 


16S ribosomal RNA, partial sequence 1727522 17290 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 


ne 
219878388 


16S ribosomal RNA, partial sequence 1729064 17305 
bacterin 


ne 
219878387 
sequence 


219878380 


16S ribosomal RNA, partial sequence 1739732 17412 
Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 


pt 
219878332 


ce 15511 
Aq 


nocardin 


Burkh 


tinomyce 


16650 
Pseu 


Hydrog 


sequence 
Pseud 


inomycet 


bacterin 


Actinomyc 


osporang 


ref |NR_027188.1 


95 Aquabacterium 
m. 
ref |NR_024871.1 
12 1552529 Aquaba 
uabacterium. 
ref |NR_024687.1 


Actinosynne 
NR_025605.1 


eae; 
ref 


aceae; Woodshole 
ref|NR_025600.1 
1622384 162383 
olderiales; Alca 
ref|NR_025598.1 

1625384 162685 
tales; Micrococc 


ref|NR_025570.1 
31 1666519 Kibdel 
donocardineae; P 


ref|NR_025568.1 


; Actinomycetace 
ref|NR_025566.1 
48 Enterobacter 
teriaceae; Enter 
ref|NR_025559.1 


tinomycetace 
NR_025556.1 
1686206 168766 
enophilales; Hyd 


ref|NR_025552.1 
1690867 169233 
omonadales; Pseu 


ref|NR_025541.1 
61 Rheinheimera 
Rheinheimera. 
ref|NR_025529.1 

1725987 172747 
ales; Corynebact 


, 


ref|NR_025528.1 
13 Mycobacterium 
eae; Mycobacteri 
ref|NR_025527.1 
19 Mycobacterium 
eae; Mycobacteri 
ref|NR_025526.1 

1730570 173206 
etales; Coryneba 


ref|NR_025519.1 
36 Nocardiopsis 
ineae; Nocardiop 


Zoogloea resiniphila 


14 Zoogloea resiniphila Bacteria; 


ocyclaceae; Zoogloea. 

224581405|ref|NR_027186.1| Achromobacter 

uence 1471041 1472361 Achromobacter 

; Burkholderiales; Alcaligenaceae; Achromobacter. 
219878445 |ref|NR_025584.1| Mycobacterium avium 

1 sequence 1475465 1476936 Mycobacterium avium 

; Actinomycetales; Corynebacterineae; 

mplex (MAC). 

219857245|ref|NR_024875.1| Aquabacterium commune 


commune Bacteria; 


Aquabacterium 
cterium citratiphilum 


Umezawaea tangerina 


00 Umezawaea tangerina Bacteria; 


mataceae; Umezawaea. 
Woodsholea maritima 


41 Woodsholea maritima Bacteria; 


as 
Sutterella 
8 Sutterella 
ligenaceae; Sutterella. 
Arsenicicoccus 
0 Arsenicicoccus 
ineae; 


Kibdelosporangium 
osporangium albatum 


seudonocardiaceae; 


Actinomyces nasicola 


88 Actinomyces nasicola Bacteria; 


ae; Actinomyces. 
Enterobacter cowanii 


cowanii Bacteria; 


obacter. 
Actinomyces oricola 


34 Actinomyces oricola Bacteria; 


ae; Actinomyces. 
Tepidiphilus 

1 Tepidiphilus 

rogenophilaceae; 


Cellvibrio 
5 Cellvibrio 


domonadaceae; 


Rheinheimera baltica 


baltica Bacteria; 


Mycobacterium 
1 Mycobacterium 
erineae; 


Mycobacterium pulveris 
pulveris Bacteria; 
aceae; Mycobacterium. 

Mycobacterium agri 
agri Bacteria; 
aceae; Mycobacterium. 
Mycobacterium 
2 Mycobacterium 
cterineae; 


Nocardiopsis halophila 


halophila Bacteria; 


saceae; Nocardiopsis. 


ref|NR_025471.1 


Oerskovia 


paurometabola strain DSM 14281 16S ribosomal RNA, partial sequence 1804913 1806398 Oerskovia 


paurometabola Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Cellulomonadaceae; Oerskovia. 
489970 Bacteria_16S 1807571 1807476 1 94 gi| 219878331 
strain DSM 46000 16S ribosomal RNA, partial sequence 1806449 18079 
Actinobacteria; Actinobacteridae; Actinomycetales; Microc 
489970 Bacteria_16S 1830427 1830376 45 94 gi| 219878316 
limicola strain GolChil 16S ribosomal RNA, complete sequence 
limicola Bacteria; Proteobacteria; Betaproteobacteria; Rh 
1845816 1845733 13 94 gi| 219878305 


489970 Bacteria_16S 
strain VC 5 16S ribosomal RNA, partial sequence 1844748 18461 


occineae 


odocycla 


ref |NR_025470.1 


7 Ce 
ref|NR_025455.1 

1829317 183084 
les; 


ref|NR_025444.1 


Rhodocyclac 


Oerskovia jenensis 


32 Oerskovia jenensis Bacteria; 
1lulomonadac 


eae; Oerskovia. 
Propionivibrio 

7 Propionivibrio 

eae; Propionivibrio. 
Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

489970 Bacteria_16S 1879145 1879094 45 94 gi| 219878282 |ref|NR_025421.1| Limnobacter 
thiooxidans strain CS-K2 16S ribosomal RNA, partial sequence 1878060 1879547 Limnobacter 
thiooxidans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Limnobacter. 
489970 Bacteria_16S 1888593 1888498 1 94 gi|219878273|ref|NR_025412.1| Acinetobacter 
schindleri strain LUH5832 16S ribosomal RNA, partial sequence 1887472 1888937 Acinetobacter 
schindleri Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 
489970 Bacteria_16S 1894731 1894656 1 76 gi|219878268|ref|NR_025407.1| Desulfomicrobium 
norvegicum strain DSM 1741 16S ribosomal RNA, partial sequence 1893578 1895094 Desulfomicrobium 
norvegicum Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
Desulfomicrobium. 

489970 Bacteria_16S 1897815 1897764 45 94 gi|219878265|ref|NR_025404.1| Bordetella trematum 


strain DSM 11334 16S ribosomal RNA, partial sequence 1896710 18982 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 
489970 Bacteria_16S 1899358 1899307 45 94 gi|219878264|ref|NR_025403.1 
strain LMG 1945, R8846 16S ribosomal RNA, partial sequence 1898281 1899753 Bracki 


30 Bordetella trematum Bacteria; 


Brackiella oedipodis 
ella oedipodis Bacteria; 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Brackiella. 

489970 Bacteria_16S 1900902 1900807 1 94 gi|219878263|ref|NR_025402.1] Ornithinimicrobium 
humiphilum strain DSM 12362 16S ribosomal RNA, partial sequence 1899804 1901109 Ornithinimicrobium 
humiphilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Intrasporangiaceae; Ornithinimicrobium. 

489970 Bacteria_16S 1910946 1910895 45 94 gi|219878256|ref|NR_025395.1]| Actinomyces 
marimammalium strain CCUG 41710 16S ribosomal RNA, partial sequence 1909867 1911282 Actinomyces 
marimammalium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

489970 Bacteria_16S 1923188 1923137 45 94 gi| 219878246 |ref|NR_025385.1| Ralstonia 
mannitolilytica strain LMG6866 16S ribosomal RNA, partial sequence 1922112 1923560 Ralstonia 
mannitolilytica Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Ralstonia. 

489970 Bacteria_16S 1929415 1929340 1 76 gi|219878242|ref|NR_025381.1| Moritella profunda 
strain 2674 16S ribosomal RNA, partial sequence 1928261 1929762 Moritella profunda Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

489970 Bacteria_16S 1930951 1930876 1 76 gi|219878241|ref|NR_025380.1| Moritella abyssi 
strain 2693 16S ribosomal RNA, partial sequence 1929813 1931309 Moritella abyssi Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; Moritella. 

489970 Bacteria_16S 1938471 1938376 1 94 gi|219878236|ref|NR_025375.1| Brevibacterium 
paucivorans strain CF 62 16S ribosomal RNA, partial sequence 1937348 1938759 Brevibacterium 
paucivorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Brevibacteriaceae; Brevibacterium. 

489970 Bacteria_16S 1947606 1947555 45 94 gi|219878230|ref|NR_025369.1| Bordetella petrii 
strain Se-1111R 16S ribosomal RNA, partial sequence 1946525 1948020 Bordetella petrii Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Bordetella. 

489970 Bacteria_16S 1958194 1958099 1 94 gi|219878223|ref|NR_025362.1| Arthrobacter luteolus 
strain CF-25 16S ribosomal RNA, partial sequence 1957067 1958565 Arthrobacter luteolus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
489970 Bacteria_16S 1959750 1959655 1 94 gi|219878222|ref|NR_025361.1| Arthrobacter albus 
strain CF-43 16S ribosomal RNA, partial sequence 1958616 1960116 Arthrobacter albus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
489970 Bacteria_16S 1965855 1965804 45 94 gi|219878218|ref|NR_025357.1| Alcaligenes faecalis 
subsp. parafaecalis strain G 16S ribosomal RNA, partial sequence 1964797 1966210 Alcaligenes faecalis 
subsp. parafaecalis Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 
Alcaligenes. 

489970 Bacteria_16S 1971656 1971605 45 94 gi|219878214|ref|NR_025353.1| Herbaspirillum 
frisingense strain GSF30 16S ribosomal RNA, partial sequence 1970584 1972049 Herbaspirillum 
frisingense Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
Herbaspirillum. 

489970 Bacteria_16S 1977927 1977852 1 76 gi|219878210|ref|NR_025349.1| Desulfomicrobium 
macestii strain M-9 16S ribosomal RNA, partial sequence 1976773 1978275 Desulfomicrobium macestii 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; Desulfomicrobium. 
489970 Bacteria_16S 1979453 1979402 45 94 gi|219878209|ref|NR_025348.1| Desulfobacterium 


anilini strain Anil 16S ribosomal RNA, partial sequence 


1978326 1979852 Desulfobacterium anilini 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 


489970 Bacteria_16S 2017935 2017852 13 94 gi|219878184|ref|NR_025323.1| Maricaulis parjimensis 
strain MCS 25 16S ribosomal RNA, partial sequence 2016867 2018286 Maricaulis parjimensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

489970 Bacteria_16S 2023836 2023753 13 94 gi|219878180|ref|NR_025319.1| Caulobacter henricii 
strain ATCC 15253 16S ribosomal RNA, partial sequence 2022770 2024208 Caulobacter henricii Bacteria; 
Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Caulobacter. 

489970 Bacteria_16S 2052965 2052914 45 94 gi|219878157|ref|NR_025296.1| Mycobacterium 
elephantis strain DSM 44368 16S ribosomal RNA, partial sequence 2051875 2053391 Mycobacterium 
elephantis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

489970 Bacteria_16S 2069676 2069625 45 94 gi|219878144|ref|NR_025283.1| Thauera linaloolentis 
strain 47Lol 16S ribosomal RNA, partial sequence 2068593 2070074 Thauera linaloolentis Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

489970 Bacteria_16S 2091056 2091005 45 94 gi|219878129|ref|NR_025268.1| Mycobacterium 
heidelbergense strain 2554/91 16S ribosomal RNA, partial sequence 2089993 2091437 Mycobacterium 
heidelbergense Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Mycobacteriaceae; Mycobacterium. 

489970 Bacteria_16S 2103382 2103319 13 76 gi|219878118|ref|NR_025257.1| Desulfonauticus 
submarinus strain 6N 16S ribosomal RNA, partial sequence 2102211 2103776 Desulfonauticus submarinus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfohalobiaceae; Desulfonauticus. 
489970 Bacteria_16S 2112448 2112397 45 94 gi|219857660|ref|NR_025249.1| Mycobacterium 
pinnipedii strain 6482 16S ribosomal RNA, partial sequence 2111381 2112761 Mycobacterium pinnipedii 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; 
Mycobacterium; Mycobacterium tuberculosis complex. 

489970 Bacteria_16S 2123044 2122993 45 94 gi|219857653|ref|NR_025242.1| Ralstonia insidiosa 


strain AU2944 16S 
Proteobacteria; B 


489970 Bacteria_16S 
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489970 Bacteria_16S 
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2129120 2129069 45 94 gi 
ATCC 25420 16S ribosomal RNA, partial 
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2130598 2130547 45 
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94 gi 


Mycobacterium. 
2135120 2135069 45 
16S ribosomal 
acteria; 
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2148672 2148621 45 94 
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94 gi 
RNA, partial sequence 


gi 


2165312 2165261 45 
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94 gi 


2171502 2171407 1 94 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; 
2173053 2172958 1 94 gi 
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ammaproteobacteria; Pseudomonadales; 
2179018 2178967 45 94 gi 
in TMB8 
eria; Proteobacteria; 
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489970 Bacteria_16S 
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2242692 2242617 1 76 gi 
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Bu 
nobacteria; Actinobacteridae; Act 
cterium; Mycobacterium tubercul 


19981 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 


Actinobacteridae; Actinomycet 


P 


P 


34 16S ribosomal RNA, partial s 
Betaproteobacter 


in H2 16S ribosomal RNA, partial seque 


2121958 21233 
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219857649 
sequence 
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219857648 
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, 
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complete sequence 2147582 21491 
cteridae; Actinomycetales; Cory 


ne 
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somal RNA, partial sequence 2164214 21657 
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ne 
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se 
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ref|NR_025238.1 
2128040 212947 
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ref |NR_025237.1 
e 2129523 213098 
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ref |NR_025234.1 
40 2135523 Mycoba 
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ref|NR_025225.1 
14 Mycobacterium 
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ref|NR_025214.1 
35 Mycobacterium 
eae; Mycobacteri 
ref|NR_025210.1 
56 2171849 Cellvi 
aceae; Cellvibri 
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ref 
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93 Ralstonia insidiosa Bacteria; 


Mycobacterium 
2 Mycobacterium 
erineae; 
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8 Mycobacterium 
acterineae; 


Mycobacterium microti 
cterium microti 
ycobacteriaceae; 


Mycobacterium parmense 
parmense Bacteria; 
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Mycobacterium marinum 
marinum Bacteria; 
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brio fulvus Bacteria; 
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0 Ramlibacter 
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7 Actinomyces 
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cterium lacus Bacteria; 
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Yersinia rohdei strain 


94 Yersinia rohdei Bacteria; 
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Yersinia pestis strain 


05 Yersinia pestis Bacteria; 


nia. 


ref|NR_025159.1 


Yersinia kristensenii 


2241556 2243016 Yersinia kristensenii 
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Yersinia. 


489970 Bacteria_16S 2244203 2244128 1 76 gi|219857570|ref|NR_025158.1| Yersinia 
pseudotuberculosis strain ATCC 29833 16S ribosomal RNA, partial sequence 2243067 2244527 Yersinia 
pseudotuberculosis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Yersinia. 

489970 Bacteria_16S 2253351 2253256 1 94 gi|219857564|ref|NR_025152.1| Nocardiopsis composta 
strain KS9 16S ribosomal RNA, partial sequence 2252243 2253696 Nocardiopsis composta Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
489970 Bacteria_16S 2254848 2254797 45 94 gi|219857563|ref|NR_025151.1| Sporanaerobacter 
acetigenes strain Lup33 16S ribosomal RNA, partial sequence 2253747 2255269 Sporanaerobacter acetigenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
Sporanaerobacter. 

489970 Bacteria_16S 2274913 2274862 45 94 gi|219857550|ref|NR_025138.1| Cupriavidus basilensis 
strain DSM 11853 16S ribosomal RNA, partial sequence 2273825 2275308 Cupriavidus basilensis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

489970 Bacteria_16S 2276447 2276396 45 94 gi|219857549|ref|NR_025137.1| Cupriavidus 
campinensis strain WS2 16S ribosomal RNA, partial sequence 2275359 2276842 Cupriavidus campinensis 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

489970 Bacteria_16S 2284129 2284034 1 94 gi|219857544|ref|NR_025132.1| Methylobacter marinus 
strain A45 16S ribosomal RNA, partial sequence 2282981 2284479 Methylobacter marinus Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylobacter. 

489970 Bacteria_16S 2293135 22930411 94 gi|219857536|ref|NR_025124.1| Helicobacter aurati 
strain MIT 97-5075c 16S ribosomal RNA, partial sequence 2292020 2293474 Helicobacter aurati Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

489970 Bacteria_16S 2305067 2305016 45 94 gi|219857526|ref|NR_025114.1| Xenophilus azovorans 
strain KF46F 16S ribosomal RNA, partial sequence 2303983 2305466 Xenophilus azovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Xenophilus. 

489970 Bacteria_16S 2306603 2306552 45 94 gi|219857525|ref|NR_025113.1| Tsukamurella 
strandjordii strain ATCC BAA-173 16S ribosomal RNA, complete sequence 2305517 2307028 Tsukamurella 
strandjordii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Tsukamurellaceae; Tsukamurella. 

489970 Bacteria_16S 2308166 2308115 45 94 gi|219857524|ref|NR_025112.1| Pigmentiphaga kullae 
strain K24 16S ribosomal RNA, partial sequence 2307079 2308560 Pigmentiphaga kullae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Pigmentiphaga. 

489970 Bacteria_16S 2327877 2327826 45 94 gi|219857511|ref|NR_025099.1| Mycobacterium doricum 
strain FI-13295 16S ribosomal RNA, partial sequence 2326828 2328277 Mycobacterium doricum Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
489970 Bacteria_16S 2332369 23322751 94 gi|219857508|ref|NR_025096.1| Helicobacter 
canadensis strain NLEP-16143 16S ribosomal RNA, partial sequence 2331268 2332724 Helicobacter 
canadensis Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 

489970 Bacteria_16S 2409723 2409628 1 94 gi|219857454|ref|NR_025042.1| Streptomonospora 
salina strain YIM90002 16S ribosomal RNA, partial sequence 2408577 2410105 Streptomonospora salina 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

489970 Bacteria_16S 2412838 2412743 1 94 gi|219857452|ref|NR_025040.1| Methylosarcina 
quisquiliarum strain AML-D4 16S ribosomal RNA, partial sequence 2411699 2413210 Methylosarcina 
quisquiliarum Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; 
Methylosarcina. 

489970 Bacteria_16S 2425152 2425101 45 94 gi|219857442|ref|NR_025030.1| Halothiobacillus 
kellyi strain BII-1 16S ribosomal RNA, partial sequence 2424042 2425535 Halothiobacillus kellyi 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; Halothiobacillus. 
489970 Bacteria_16S 2437057 2437006 45 94 gi|219857430|ref|NR_025018.1| Cupriavidus oxalaticus 
strain DSM 1105 16S ribosomal RNA, partial sequence 2436004 2437472 Cupriavidus oxalaticus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

489970 Bacteria_16S 2498918 2498867 45 94 gi|219857384|ref|NR_024972.1| Thauera chlorobenzoica 
strain 3CB-1 16S ribosomal RNA, partial sequence 2497830 2499317 Thauera chlorobenzoica Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Thauera. 

489970 Bacteria_16S 2500455 2500404 45 94 gi|219857382|ref|NR_024970.1| Azoarcus toluclasticus 
strain MF63 16S ribosomal RNA, partial sequence 2499368 2500857 Azoarcus toluclasticus Bacteria; 
Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 

489970 Bacteria_16S 2532354 2532303 45 94 gi|219857356|ref|NR_024944.1| Cupriavidus pauculus 
strain LMG 3413 16S ribosomal RNA, partial sequence 2531266 2532749 Cupriavidus pauculus Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Cupriavidus. 

489970 Bacteria_16S 2542424 2542349 1 76 gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 2542665 Hyphomonas adhaerens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 

489970 Bacteria_16S 2543820 2543769 45 94 gi| 219857348 |ref|NR_024936.1| Hydrogenophaga 
palleronii strain CCUG 20334 16S ribosomal RNA, partial sequence 2542716 2544225 Hydrogenophaga 
palleronii Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hydrogenophaga. 
489970 Bacteria_16S 2545377 2545326 45 94 gi|219857347|ref|NR_024935.1| Acidovorax facilis 


strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
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489970 Bacteria_16S 


2848296 2848245 45 94 gi 


ia 
er 


Oc 


ct 


219857284 
se 
er 


quence 
ia; 


ia; 


hermus. 
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cterium vescum Bacteria; 
Mogibacterium. 


ref|NR_024711.1 


Delftia acidovorans 


strain IAM 12409 16S ribosomal RNA, partial sequence 2847193 2848714 Delftia acidovorans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Delftia. 
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ref|NR_026364.1 
3222170 322363 


8 Janthinobacterium 


489970 Bacteria_16S 3224784 3224733 45 94 gi|219846771|ref|NR_026363.1| Actinomyces europaeus 
strain CCUG 32789A 16S ribosomal RNA, partial sequence 3223689 3225098 Actinomyces europaeus 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; 
Actinomyces. 

489970 Bacteria_16S 3238498 3238447 45 94 gi|219846762|ref|NR_026354.1| Desulfofustis 
glycolicus strain PerGlyS 16S ribosomal RNA, complete sequence 3237371 3238917 Desulfofustis 
glycolicus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfofustis. 

489970 Bacteria_16S 3243024 3242949 1 76 gi|219846759|ref|NR_026351.1| Desulfovibrio 
africanus strain DSM 2603 16S ribosomal RNA, partial sequence 3241884 3243393 Desulfovibrio 
africanus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

489970 Bacteria_16S 3256487 3256392 1 94 gi|219846750|ref|NR_026342.1| Nocardiopsis 
lucentensis strain DSM 44048 16S ribosomal RNA, partial sequence 3255372 3256832 Nocardiopsis 
lucentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 
Nocardiopsaceae; Nocardiopsis. 

489970 Bacteria_16S 3258000 3257905 1 94 gi|219846749|ref|NR_026341.1| Nocardiopsis listeri 
strain DSM 40297 16S ribosomal RNA, partial sequence 3256883 3258345 Nocardiopsis listeri Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
489970 Bacteria_16S 3259512 3259417 1 94 gi|219846748|ref|NR_026340.1| Nocardiopsis alba 


strain DSM 43377 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporanginea 
489970 Bacteria_16S 3261022 3260927 1 94 gi| 219846747 |ref 
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489970 Bacteria_16S 
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ce 3354134 335564 


3372496 337395 


45 Arthrobacter 
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NR_026260.1 
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alba Bacteria; 


saceae; Nocardiopsis. 
Nocardiopsis 
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albirubida Bacteria; Actinobacteria; Actinobacteridae; 


Leptothrix mobilis 


96 Leptothrix mobilis Bacteria; 
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2 Blautia 
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92 Pilimelia terevasa Bacteria; 
neae; 


poraceae; Pilimelia. 
Mycobacterium 

3 Mycobacterium 

bacterineae; 


Paucimonas lemoignei 


15 Paucimonas lemoignei Bacteria; 


Brachybacterium 
5 Brachybacterium 
coccineae; 


Halanaerobacter 
0 Halanaerobacter 
Halanaerobacter. 
Orenia marismortui 


76 Orenia marismortui Bacteria; 


Rhabdochromatium 


93 Rhabdochromatium marinum Bacteria; 


m. 
Arthrobacter aurescens 


16S ribosomal RNA, partial sequence 3405866 34073 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
489970 Bacteria_16S 


occineae 


219846636 


34120 


mycineae; 
219846608 
16S ribosomal RNA, partial sequence 3452140 34536 


aurescens Bacteria; 

e; Arthrobacter. 
Actinomyces viscosus 
myces viscosus Bacteria; 

; Actinomycetaceae; Actinomyces. 
ref|NR_026200.1| Micrococcus lylae 
11 Micrococcus lylae Bacteria; 


; Micrococcacea 
ref|NR_026228.1 
06 3413422 Actino 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Micrococcus. 
489970 Bacteria_16S 3456323 3456228 1 94 gi|219846606|ref|NR_026198.1| Arthrobacter agilis 
strain DSM 20550 16S ribosomal RNA, partial sequence 3455187 3456668 Arthrobacter agilis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 
489970 Bacteria_16S 3459346 3459251 1 94 gi|219846603|ref|NR_026195.1]| Arthrobacter 
protophormiae strain DSM 20168 16S ribosomal RNA, partial sequence 3458220 3459692 Arthrobacter 
protophormiae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

489970 Bacteria_16S 3468478 3468383 1 94 gi| 219846597 |ref|NR_026189.1| Arthrobacter 


crystallopoietes strain DSM 20117 16S ribosomal RNA, partial sequence 


3467352 3468823 Arthrobacter 


crystallopoietes Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


489970 Bacteria_16S 


strain DSM 20133 


3470004 3469909 1 94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 


strain DSM 4954 1 


3476089 3475994 1 94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


489970 Bacteria_16S 


chlorophenolicum 
chlorophenolicum 
Mycobacteriaceae; 


489970 Bacteria_16S 


strain DSM 43045 


3492800 3492749 45 94 gi 
ATCC 43826 16S ribosomal RNA, partial 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

3504741 3504646 1 


94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 


strain DSM 20542 


3516918 3516823 1 94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 


strain DSM 20528 


3518440 3518345 1 94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 


strain DSM 6984 1 
Proteobacteria; B 


489970 Bacteria_16S 


strain NCIB 8621, 
Bacteria; Proteob 
Acetobacter subge 


489970 Bacteria_16S 


strain DSM 3503 1 
Proteobacteria; A 


489970 Bacteria_16S 


acetivorans strai 
Bacteria; Proteob 


489970 Bacteria_16S 


strain Anox B 16S 
Proteobacteria; B 


489970 Bacteria_16S 


hiberniae strain 
hiberniae Bacteri 
Mycobacteriaceae; 


489970 Bacteria_16S 


strain 1066 16S r 
Actinobacteria; A 


489970 Bacteria_16S 


komossense strain 
Bacteria; Actinob 
Mycobacterium. 


489970 Bacteria_16S 


subsp. paratuberc 
avium subsp. para 
Corynebacterineae 


489970 Bacteria_16S 


strain 3015 16S r 
Actinobacteria; A 


489970 Bacteria_16S 


strain ATCC 35799 
Bacteria; Actinob 
Mycobacterium. 


489970 Bacteria_16S 


bohemicum strain 
bohemicum Bacteri 
Mycobacteriaceae; 


489970 Bacteria_16S 


strain LRB 8581 1 
Proteobacteria; E 


489970 Bacteria_16S 


gabonensis strain 
gabonensis Bacter 
Desulfovibrio. 


3523021 3522970 45 94 gi 


3570414 3570319 1 94 gi 
DSM 3508 16S ribosomal RNA, partial s 
acteria; Alphaproteobacteria; Rhodospi 
n. Acetobacter. 
3574916 3574865 45 94 gi 
lphaproteobacteria; Rhodospirillales; 
3588673 3588590 13 94 gi 
n A63 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Desulfur 
3590201 3590150 45 94 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Id 
3608577 3608526 45 94 gi 
ATCC 9874 16S ribosomal RNA, partial s 


Mycobacterium. 

3616149 3616098 45 94 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
3617660 3617609 45 94 gi 
Ko2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 


3623289 3623238 45 94 gi 
ulosis strain 5617 16S ribosomal RNA, 

tuberculosis Bacteria; Actinobacteria; 
Mycobacteriaceae; Mycobacterium; Myc 
3624790 3624739 45 94 gi 
ibosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Cory 
3626335 3626284 45 94 gi 

16S ribosomal RNA, complete sequence 
acteria; Actinobacteridae; Actinomycet 


, 


3664673 3664622 45 94 gi 
DSM 44277 16S ribosomal RNA, partial s 


Mycobacterium. 


3697987 3697893 1 94 gi 
psilonproteobacteria; Campylobacterale 
3768089 3768014 1 76 gi 
SEBR 2840 16S ribosomal RNA, partial 

ia; Proteobacteria; Deltaproteobacteri 


489970 Bacteria_16S 


strain ROO1 16S r 


3771062 3771011 45 94 
ibosomal RNA, partial sequence 


gi 


a; Actinobacteria; Actinobacteridae; Act 


a; Actinobacteria; Actinobacteridae; Act 


219846596 


16S ribosomal RNA, partial sequence 3468874 34703 


ococcineae 
219846592 


6S ribosomal RNA, partial sequence 3474975 34764 


nebacterin 
219846581 
sequence 

idae; Acti 


219846573 


16S ribosomal RNA, partial sequence 3503623 35051 


ococcineae 
219846565 


16S ribosomal RNA, partial sequence 3515805 35172 


ococcineae 
219846564 


16S ribosomal RNA, partial sequence 3517327 35187 


ococcineae 
219846561 


6S ribosomal RNA, partial sequence 3521933 35234 
etaproteobacteria; Rhodocyclales; Rhod 


ocyclaceae 
219846529 

equence 

rillales; 


219846526 


6S ribosomal RNA, partial sequence 3573863 35753 


Acetobacte 
219846517 
nce 35875 
ellales; D 
219846516 


3589120 35906 


eonella. 
219846500 

equence 

inomycet 


219846495 


3615060 36165 


nebacterin 
219846494 
ce 36165 
ales; Cory 
219846490 
partial se 
Actinobac 
ob 
219846489 


3623734 36252 


nebacterin 
219846488 
36252 
ales; Cory 
219846462 
equence 

inomycet 


219846438 


6S ribosomal RNA, partial sequence 3696887 36983 


s; Helicob 
219846386 
sequence 

a; Desulfo 


219846384 


acterium avi 


ref |NR_026188.1 
48 Arthrobacter 
; Micrococcaceae 
ref |NR_026184.1 
eae; iace 
ref 


nomycetales 


ref |NR_026165.1 


7 Mi 
ref 


crobacteriac 
NR_026157.1 
> Mi 
ref 


crobacteriac 
NR_026156.1 
> Mi 
ref 


crobacteriac 
NR_026153.1 


Th 


9 
Acetobacter e 
ref|NR_026118.1 
38 Gluconobacter 
raceae; Gluconob 
ref|NR_026109.1 
07 3589069 Desulf 
esulfurellaceae; 


ref|NR_026108.1 


ref |NR_026092.1 
3607525 360892 
ales; Corynebact 
ref |NR_026087.1 
15 Mycobacterium 
eae; Mycobacteri 
ref|NR_026086.1 
66 3618027 Mycoba 
nebacterineae; M 


ref 
quen 
teri 


NR_026082.1 
ce 362222 
dae; Actinom 
um complex ( 
ref|NR_026081.1 
17 Mycobacterium 
eae; Mycobacteri 
ref|NR_026080.1 
68 3626729 Mycoba 
nebacterineae; M 


ref|NR_026054.1 
3663577 366509 
ales; Corynebact 


, 


ref |NR_026029.1 
08 Helicobacter 
acteraceae; Heli 
ref|NR_025977.1 

3766971 376838 
vibrionales; Des 


Arthrobacter citreus 


citreus Bacteria; 


, 


Arthrobacter. 
Rhodococcus globerulus 


47 Rhodococcus globerulus Bacteria; 


e; Rhodococcus. 

Mycobacterium 
9 Mycobacterium 
ynebacterineae; 


Agromyces ramosus 


04 Agromyces ramosus Bacteria; 


eae; Agromyces. 
Curtobacterium luteum 


76 Curtobacterium luteum Bacteria; 


eae; Curtobacterium. 
Curtobacterium citreum 


98 Curtobacterium citreum Bacteria; 


eae; Curtobacterium. 
Thauera aromatica 


32 Thauera aromatica Bacteria; 


Acetobacter aceti 
2 Acetobacter aceti 
; Acetobacter; 

Gluconobacter oxydans 
oxydans Bacteria; 
acter. 

Desulfurella 
urella acetivorans 
Desulfurella. 
Ideonella dechloratans 


19 Ideonella dechloratans Bacteria; 


Mycobacterium 
0 Mycobacterium 
erineae; 


Mycobacterium gadium 
gadium Bacteria; 
aceae; Mycobacterium. 

Mycobacterium 
cterium komossense 
ycobacteriaceae; 


Mycobacterium avium 
1 3623683 Mycobacterium 
ycetales; 

MAC). 

Mycobacterium simiae 
simiae Bacteria; 
aceae; Mycobacterium. 

Mycobacterium szulgai 
cterium szulgai 
ycobacteriaceae; 


Mycobacterium 
2 Mycobacterium 


erineae; 


Helicobacter trogontum 


trogontum Bacteria; 


cobacter. 
Desulfovibrio 

7 Desulfovibrio 

ulfovibrionaceae; 


ref|NR_025975.1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Ralstonia. 


Ralstonia syzygii 


3769978 3771422 Ralstonia syzygii Bacteria; 


489970 Bacteria_16S 


hydrogenophilus strain H2 16S ribosomal RNA, partial sequence 
hydrogenophilus Bacteria; 


Geobacter. 
489970 Bacteria_16S 


strain 34-P 16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


489970 Bacteria_16S 


3772583 3772518 31 


3795180 3795129 45 


3802741 3802647 1 


Proteobacteria; 


94 


94 


94 


strain Hh-2 16S ribosomal RNA, partial sequence 


Proteobacteria; Epsilonproteobacteria; Campylobacterales; 


489970 Bacteria_16S 
strain 18323 16S 


489970 Bacteria_16S 


parapertussis strain 522 16S ribosomal RNA, partial sequence 
parapertussis Bacteria; 


489970 Bacteria_16S 


bronchiseptica strain Dog 71 16S ribosomal RNA, partial sequence 
bronchiseptica Bacteria; 


489970 Bacteria_16S 


acinonychis strain Eaton 90-119-3 16S ribosomal RNA, partial sequence 
acinonychis Bacteria; Proteobacteria; Epsilonproteobacteria; 


Helicobacter. 
489970 Bacteria_16S 


3804259 3804208 45 


3805773 3805722 45 


Proteobacteria; 
3807287 3807236 45 


Proteobacteria; 
3821138 3821043 1 


3854349 3854298 45 


94 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; 


94 


Betaproteobacteria; 


94 


Betaproteobacteria; 


94 


94 


strain SS-1 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 


489970 Bacteria_16S 


stercoraria strain Gottingen 1488-6 16S ribosomal RNA, 
stercoraria Bacteria; Proteobacteria; Betaproteobacteria; 


489970 Bacteria_16S 
strain N 155 16S 


489970 Bacteria_16S 


UB-38 16S ribosomal RNA, partial sequence 
Betaproteobacteria; Neisseriales; Neisseriaceae; Kingella. 


489970 Bacteria_16S 


3888143 3888092 45 


3889694 3889629 31 


3891217 3891166 45 


3914042 3913967 1 


94 


94 


ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; 


94 


76 


strain Gl 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


489970 Bacteria_16S 


3953001 3952926 1 


76 


strain DSK1 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Moritellaceae; 


489970 Bacteria_16S 


acidophilum strain 3H-1 16S ribosomal RNA, partial sequence 3956275 3957710 Hydrog 
Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobaculum. 


489970 Bacteria_16S 
strain ATH 2.2.1 


489970 Bacteria_16S 


3957381 3957338 43 


3961913 3961862 45 


3963416 3963365 45 


85 


94 


16S ribosomal RNA, partial sequence 3960828 39622 
Proteobacteria; Betaproteobacteria; Burkholderiales; Rubrivivax. 


94 


strain FR2 16S ribosomal RNA, partial sequence 


Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


489970 Bacteria_16S 


strain IAM 12670 16S ribosomal RNA, partial sequence 3972687 39741 
Proteobacteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; Duganella. 


489970 Bacteria_16S 


strain CM2104 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangia 


489970 Bacteria_16S 
strain ATCC 15466 


489970 Bacteria_16S 


alkalitolerans strain YIM 70010 16S ribosomal RNA, partial sequence 4057969 405944 
alkalitolerans Bacteria; Actinobacteria; Actinobacteridae; 


3973772 3973721 45 


4012234 40121391 


4038061 4038010 45 


4059104 4059009 1 


Micrococcaceae; Citricoccus. 


489970 Bacteria_16S 


violaceinigra strain YIM 31327 16S ribosomal RNA, partial 
violaceinigra Bacteria; 


489970 Bacteria_16S 
strain YIM 90010 


489970 Bacteria_16S 


strain SRL4225 16S ribosomal RNA, partial sequence 


4060558 4060507 45 


Proteobacteria; 
4062081 4061986 1 


4065193 4065118 1 


94 


94 


94 


16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 


94 


94 


Betaproteobacteria; 


94 


76 


Deltaproteobacteria; 


3890099 3891585 Kinge 


gi| 219846383 
De 


gi|219846367 
3794096 37955 


gi| 219846361 
3801626 38030 


gi| 219846360 
3803146 38046 


gi| 219846359 


gi| 219846358 


gi| 219846349 


gi| 219846326 


Helicobacteraceae; 


ref|NR_025974.1 


Geobacter 


3771473 3772890 Geobacter 


sulfuromonadales; 


Geobacteraceae; 


ref|NR_025958.1| Polaromonas vacuolata 
49 Polaromonas vacuolata Bacteria; 
Polaromonas. 
ref|NR_025952.1| Helicobacter hepaticus 
95 Helicobacter hepaticus Bacteria; 
Helicobacter. 
ref|NR_025951.1| Bordetella pertussis 


09 Bordetella pertussis Bacteria; 


Bordetella. 


ref|NR_025950.1 


Bordetella 


3804660 3806123 Bordetella 


ref |NR_025949.1 


Burkholderiales; Alcaligenaceae; Bordetella. 


Bordetella 


3806174 3807637 Bordetella 


ref |NR_025940.1 


ref |NR_025916.1 


Burkholderiales; Alcaligenaceae; Bordetella. 


Helicobacter 


3820008 3821492 Helicobacter 
Campylobacterales; Helicobacteraceae; 


Leptothrix discophora 


3853246 3854730 Leptothrix discophora Bacteria; 


gi| 219846304 


gi| 219846302 


partial sequence 
Neisseriales; 


ref |NR_025894.1 


388702 


ref |NR_025892.1 


Neisseriaceae; 


Vitreoscilla 

4 3888512 Vitreoscilla 
Vitreoscilla. 
Neisseria flavescens 


3888563 3890048 Neisseria flavescens Bacteria; 


gi| 219846301 


gi|219846285 


Neisseria. 


lla 


ref |NR_025891.1 


ref|NR_025875.1 


oralis Bacteria; 


Kingella oralis strain 
Proteobacteria; 


Xenorhabdus poinarii 


3912908 3914383 Xenorhabdus poinarii Bacteria; 


gi|219846257 


ref |NR_025847.1 


Xenorhabdus. 


Moritella japonica 


3951843 3953348 Moritella japonica Bacteria; 


gi|219846254 


gi|219846251 


gi|219846250 


Moritella. 


ref|NR_025844.1 


ref 


NR_025841.1 


ref |NR_025840.1 


Hydrogenobaculum 
enobaculum acidophilum 


Rubrivivax gelatinosus 


78 Rubrivivax gelatinosus Bacteria; 


Rhodoferax fermentans 


3962329 3963785 Rhodoferax fermentans Bacteria; 


gi| 219846243 


gi|219846215 


Rhodoferax. 


ref |NR_025833.1 


ref|NR_025805.1 


Duganella zoogloeoides 


37 Duganella zoogloeoides Bacteria; 


Janibacter melonis 


4011119 4012597 Janibacter melonis Bacteria; 


gi|219846198 


gi|219846181 


gi|219846180 


gi|219846178 


16S ribosomal RNA, partial sequence 4060988 4062436 Nocardiopsis 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; 


gi|219846176 


4037001 4038390 Thiomo 


Actinomycetales; 


sequence 4059499 406093 
Burkholderiales; 


ref|NR_025788.1 


ref|NR_025771.1 
Micro 
ref|NR_025770.1 


Oxal 


ref|NR_025768.1 


Nocardiop 


ceae; Janibacter. 
Thiomonas intermedia 
nas intermedia Bacteria; 


Citricoccus 
8 Citricoccus 
coccineae; 


Duganella 

7 Duganella 
obacteraceae; Duganella. 
Nocardiopsis salina 


salina Bacteria; 


saceae; Nocardiopsis. 


ref|NR_025766.1 


Desulfovibrio bastinii 


4064043 4065518 Desulfovibrio bastinii Bacteria; 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 


489970 Bacteria_16S 


parascrofulaceum 
parascrofulaceum 
Mycobacteriaceae; 


489970 Bacteria_16S 
strain LMG 5911 1 
B 
489970 Bacteria_16S 


Proteobacteria; 


insolitus strain 


insolitus Bacteri 
489970 Bacteria_16S 


strain LMG 5906 1 


Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Kerstersia. 

489970 Bacteria_16S 4234027 4233976 45 94 gi| 219846046 |ref|NR_025636.1 
strain M175 16S ribosomal RNA, partial sequence 4232932 4234422 Mycobacterium 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 
489970 Bacteria_16S 4235581 4235507 1 76 gi| 219846045 |ref|NR_025635.1 


strain F2R9 16S r 
G 
489970 Bacteria_16S 
flavescens strain 
Bacteria; Actinob 


Proteobacteria; 


Microbacterium. 


489970 Bacteria_16S 
strain N. Pfennig 
G 
489970 Bacteria_16S 
camporealensis st 
camporealensis Ba 


Proteobacteria; 


4074172 4074121 45 94 gi 
strain HSC68 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacter 
Mycobacterium. 

4176425 4176374 45 


1 


94 gi 
etaproteobacteria; Burkholderiales; Al 
4177910 4177859 45 94 gi 
LMG 6003 16S ribosomal RNA, partial se 
a; Proteobacteria; Betaproteobacteria; 
4194752 4194701 45 94 gi 


ca 


qu 
B 


ibosomal RNA, partial sequence 


219846170 
idae; Acti 


219846096 
6S ribosomal RNA, partial sequence 4175338 41767 


219846095 


219846079 
6S ribosomal RNA, partial sequence 4193672 41950 


ref|NR_025760.1 
4073095 407456 
nomycetales; Co 


sequence 


ref|NR_025686.1 
83 Achromobacter 
ae; Achromobacte 
ref|NR_025685.1 

4176834 417830 
riales; Alcalige 
ref|NR_025669.1 


ligenace 


ence 
urkholde 


4234473 42358 


r 


Corynebacteriacea 
489970 Bacteria_16S 
vanbaalenii strai 
vanbaalenii Bacte 


Mycobacteriaceae; 


489970 Bacteria_16S 


ureafaciens strai 
Bacteria; Actinob 
Arthrobacter. 


489970 Bacteria_16S 


arborescens strai 
arborescens Bacte 
Microbacteriaceae 


489970 Bacteria_16S 


proteolyticum str 
Bacteria; Firmicu 


489970 Bacteria_16S 


capsulatus strain 
Bacteria; Proteob 


strain 358 16S ri 


subtile strain F3 
Bacteria; Actinob 


489970 Bacteria_16S 


strain DSB MGU 15 


nipponensis strai 
nipponensis Bacte 
Streptomycetaceae 


489970 Bacteria_16S 


XILO1 16S ribosom 
Actinobacteridae; 


massiliensis stra 
massiliensis Bact 


230745 230683 34 94 
bosomal RNA, partial sequence 


gi 


335854 335792 34 94 gi 
acteria; Actinobacteridae; 


349495 349433 34 94 gi 


374695 374633 34 94 gi 
n HKI 0315 16S ribosomal RNA, partial 
ria; Actinobacteria; Actinobacteridae; 
; Kitasatospora. 

377821 377739 14 
al RNA, complete sequence 


94 gi 


393187 393125 34 94 gi 
in 2301065 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Paenibac 


489970 Bacteria_16S 
neocaledoniensis strain SBHR OA6 16S ribosomal RNA, partial sequence 


399201 399139 34 94 gi 


acteria; Gammaproteobacteria; Methyloc 
489970 Bacteria_16S 
229646 23110 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 
95 16S ribosomal RNA, partial sequence 
Bifidobacte 


-6 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
489970 Bacteria_16S 


265678909 


nebacterin 
265678834 
33475 
riales; Bi 
265678825 
34841 
ococcineae 
265678805 
sequence 
Actinomyc 


265678803 


376697 378215 Agromyces 
Actinomycetales; Micrococcineae; Micr 
489970 Bacteria_16S 


obacteriac 
265678793 
sequence 
illaceae; 
265678789 


occales; Methy 


3 Mycobacterium 
eae; 


5 336267 Bifido 
fido 


2 349877 Agromy 


, 


etal 


eae; 


Paen 


lococcaceae; 


ref|NR_029217.1 
Mycobacteri 
ref |NR_029139.1 
bacteriaceae 
ref |NR_029130.1 
Microbacteriac 
ref|NR_029110.1 

373661 375050 
es; Streptom 


ref|NR_029108.1 
ulmi Bacter 
Agromyces. 
ref |NR_029098.1 
392074 393575 


ibacillus. 


Mycobacterium 
2 Mycobacterium 
ynebacterineae; 


Achromobacter spanius 
spanius Bacteria; 
rs 

Achromobacter 
6 Achromobacter 
naceae; Achromobacter. 
Kerstersia gyiorum 


85 Kerstersia gyiorum Bacteria; 


Mycobacterium shottsii 
shottsii Bacteria; 
aceae; Mycobacterium. 

Klebsiella variicola 


84 Klebsiella variicola Bacteria; 


ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Klebsiella. 
32996 32934 34 94 gi|265679042|ref|NR_029350.1| Microbacterium 
401 16S ribosomal RNA, partial sequence 31915 33385 Microbacterium flavescens 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 

58669 58607 34 94 gi|265679025|ref|NR_029333.1| Thiocystis violacea 

2711 16S ribosomal RNA, partial sequence 57580 59029 Thiocystis violacea Bacteria; 
ammaproteobacteria; Chromatiales; Chromatiaceae; Thiocystis. 

69271 69209 34 94 gi|265679018|ref|NR_029326.1| Corynebacterium 
rain CRS-51 16S ribosomal RNA, partial sequence 68186 69586 Corynebacterium 
cteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

e; Corynebacterium. 

116311 116249 34 265678985 |ref|NR_029293.1| Mycobacterium 
n PYR-1 16S ribosomal RNA, partial sequence 115240 116730 Mycobacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 

Mycobacterium. 

134647 134585 34 94 gi|265678973|ref|NR_029281.1| Arthrobacter 
n NC 16S ribosomal RNA, partial sequence 133546 135015 Arthrobacter ureafaciens 
acteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 

158947 158885 34 94 gi| 265678957 |ref|NR_029265.1| Microbacterium 
n DSM 20754 16S ribosomal RNA, partial sequence 157869 159336 Microbacterium 
ria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 

; Microbacterium. 

181656 181606 46 94 gi|265678942|ref|NR_029250.1| Clostridium 
ain CG 16S ribosomal RNA, partial sequence 180574 182073 Clostridium proteolyticum 
tes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

195498 195436 34 94 gi|265678933|ref|NR_029241.1| Methylococcus 

Texas 16S ribosomal RNA, partial sequence 194385 195842 Methylococcus capsulatus 


Methylococcus. 
Mycobacterium aurum 
aurum Bacteria; 
aceae; Mycobacterium. 
Bifidobacterium 
bacterium subtile 
Bifidobacterium. 
Agromyces hippuratus 
ces hippuratus Bacteria; 
eae; Agromyces. 
Kitasatospora 
Kitasatospora 
ycineae; 


, 


Agromyces ulmi strain 
ia; Actinobacteria; 


Paenibacillus 
Paenibacillus 


ref |NR_029094.1 


398145 


Nocardia 
399618 Nocardia 


neocaledoniensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


Nocardiaceae; Noc 


ardia. 


489970 Bacteria_16S 411649 411599 46 94 gi|265678780|ref|NR_029085.1 
saerimneri strain GDA154 16S ribosomal RNA, partial sequence 410506 412073 
saerimneri Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus 
489970 Bacteria_16S 413249 413199 46 94 gi| 265678779 |ref|NR_029084.1 
gastricus strain Kx156A7 16S ribosomal RNA, complete sequence 412124 413673 
gastricus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
489970 Bacteria_16S 442632 442550 14 94 gi|265678760|ref|NR_029065.1 
psychraerophilum strain T16 16S ribosomal RNA, partial sequence 441527 442954 
psychraerophilum Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; B 
Bifidobacterium. 

489970 Bacteria_16S 460944 460882 34 94 gi|265678744|ref|NR_029049.1 
mediterranei strain NT 19 16S ribosomal RNA, partial sequence 459859 461323 
mediterranei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
Pseudonocardiaceae; Amycolatopsis. 

489970 Bacteria_16S 494689 494627 34 94 gi| 265678722 |ref|NR_029027.1 
kerguelensis strain KGN15 16S ribosomal RNA, partial sequence 493586 495067 
kerguelensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Microco 
Arthrobacter. 

489970 Bacteria_16S 510028 509966 34 94 gi|265678712|ref|NR_029017.1 
caspium strain M/106/00/5 16S ribosomal RNA, partial sequence 508981 510331 
caspium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacter 
Corynebacteriaceae; Corynebacterium. 

489970 Bacteria_16S 519097 519055 34 76 gi|265678706|ref|NR_029011.1 
luminescens subsp. kayaii strain 1121 16S ribosomal RNA, complete sequence 517982 
luminescens subsp. kayaii Bacteria; Proteobacteria; Gammaproteobacteria; Enteroba 
Enterobacteriaceae; Photorhabdus. 

489970 Bacteria_16S 526737 526675 34 94 gi|265678701|ref|NR_029006.1 
contaminans strain R-16222 16S ribosomal RNA, partial sequence 525601 527141 
contaminans Bacteria; Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

489970 Bacteria_16S 546566 546524 34 76 gi| 265678688 | ref |NR_028993.1 
strain CIP 105566 16S ribosomal RNA, partial sequence 545475 546925 Entero 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
489970 Bacteria_16S 585972 585910 34 94 gi|265678662|ref|NR_028967.1 
strain V2-BIII-A2 16S ribosomal RNA, partial sequence 584888 586308 Bacill 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 597957 597895 34 94 gi|265678654|ref|NR_028959.1 
strain BCH 16S ribosomal RNA, partial sequence 596871 59824 

Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 
489970 Bacteria_16S 619382 619320 34 94 gi|265678639|ref|NR_028944.1 
aerolatum strain V-73 16S ribosomal RNA, partial sequence 618371 619715 Microb 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micr 
Microbacterium. 

489970 Bacteria_16S 628462 628420 34 76 gi| 265678633 |ref|NR_028938.1 
strain M11 16S ribosomal RNA, partial sequence 627341 62884 

Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Morga 
489970 Bacteria_16S 663236 663194 34 76 gi| 265678607 |ref|NR_028912.1 
strain 279-56 16S ribosomal RNA, partial sequence 662137 663647 Enterobacter 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enter 
cloacae complex. 

489970 Bacteria_16S 690569 690527 34 76 gi| 265678589 |ref|NR_028894.1 
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gi 
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akhurstii strain FRGO4 16S ribosomal 


gi 


; Enterobacteriaceae; Photorhabdus. 


735944 735882 34 94 gi 
strain MR2 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Clostridia; Clos 


489970 Bacteria_16S 
ingluviei strain KR3 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


808546 808496 46 94 gi 


tes; Lactobacillales; Lactobacillaceae 


Enterobac 
265678588 
sequence 

ia; Entero 


265678577 


707255 70861 


ionibacter 


265678567 


721087 72261 


Enterobac 
265678565 
RNA, part 


265678558 
sequence 
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265678507 


Lactobac 


’ 


teriaceae; Citro 
ref |NR_028893.1 
691014 692520 
bacteriales; Ent 


ref|NR_028882.1 


ineae; Propionib 
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2 Photorhabdus 
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ial sequence 
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Lactobacillus 
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Photorhabdus 
519496 Photorhabdus 
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Anoxybacillus 
Anoxybacillus 


Enterobacter kobei 
bacter kobei Bacteria; 
obacter. 

Bacillus barbaricus 
us barbaricus Bacteria; 
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0 Thiobaca trueperi Bacteria; 


Microbacterium 
acterium aerolatum 
obacteriaceae; 


Morganella morganii 


2 Morganella morganii Bacteria; 


nella. 
Enterobacter cloacae 


cloacae Bacteria; 


obacter; Enterobacter 


Citrobacter freundii 


3 Citrobacter freundii Bacteria; 


bacter. 
Buttiauxella 
Buttiauxella 
erobacteriaceae; 


Luteococcus peritonei 


7 Luteococcus peritonei Bacteria; 


acteriaceae; 


Photorhabdus temperata 


temperata Bacteria; 
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Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Allisonella 
Allisonella 
Allisonella. 


, 


ref|NR_028810.1 


illus. 


Lactobacillus 


807412 808917 Lactobacillus ingluviei 


489970 Bacteria_16S 


montefiorense strain ATCC BAA-256 16S ribosomal RNA, pa 
montefiorense Bacteria; Actinobacteria; Actinobacterida 
Mycobacterium. 


Mycobacteriaceae; 
489970 Bacteria_16S 
strain 12993 16S 


489970 Bacteria_16S 


811568 811506 34 


819142 819100 34 


820647 820605 34 


94 


76 


ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


76 


strain 256 16S ribosomal RNA, partial sequence 


489970 Bacteria_16S 


837511 837449 34 


94 


strain S1 16S ribosomal RNA, partial sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


489970 Bacteria_16S 
strain CFBP 5236 


489970 Bacteria_16S 
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Streptosporangiaceae; 
489970 Bacteria_16S 
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gi 
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gi 
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gi 


gi 


gi 


strain CDC 2970-59 16S ribosomal RNA, partial sequence 


Bacteria; 
489970 Bacteria_16S 


989040 988998 34 


76 


strain 167 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


489970 Bacteria_16S 


990620 990578 34 


76 


strain I-75 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


489970 Bacteria_16S 


992191 992149 34 


76 


gi 


987916 98944 
Enterobacteriaceae; 


gi 


265678505 


265678500 


265678499 
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16S ribosomal RNA, partial sequence 844000 84550 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


265678462 


CY-7113 16S ribosomal RNA, partial sequence 
subroseum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


265678386 


265678385 


265678384 


989496 99101 


gi 


265678383 


strain DO 14784 16S ribosomal RNA, partial sequence 991068 99256 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


489970 Bacteria_16S 


1004430 1004388 34 


76 


gi 


strain ATCC 33433 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


489970 Bacteria_16S 


strain YZ-96 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 


489970 Bacteria_16S 


1045577 1045515 34 


1098209 1098147 34 


94 


94 


gi 


265678375 


265678348 


1044481 10459 


gi 


scabrisporus strain KM-4927 16S ribosomal RNA, partial 


scabrisporus Bacteria; Actinobacteria; Actinobacteridae; 
Streptomyces. 


Streptomycetaceae; 
489970 Bacteria_16S 


macrocephala strain IFO 16266 16S ribosomal RNA, partia 
macrocephala Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
489970 Bacteria_16S 
strain DF-32 16S 
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489970 Bacteria_16S 
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Microbacterium. 
489970 Bacteria_16S 
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Proteobacteria; 


Bacteria; 
489970 Bacteria_16S 


strain Kx146A4 16S ribos 
Lactobacillales; 
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489970 Bacteria_16S 


strain IMMIB R-1434 16S ribosomal RNA, partial sequence 
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489970 Bacteria_16S 


ribosomal RNA, 
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76 16S 
Bacteria; Actinobacteria; 
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Acrocarpospora. 
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94 
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94 
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94 
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94 
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gi 


gi 
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gi 


ribosomal RNA, partial sequence 
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gi 
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gi 


224581425 
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gi 


gi 


strain CCUG 33897 16S ribosomal RNA, partial sequence 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Luteococcus. 
489970 Bacteria_16S 


strain Se-3111 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 
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gi 


219878266 


rtial sequence 
e; Actinomycetales; 


1003352 1004810 Kluyve 
Enterobacteriaceae; 
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Microbacterium 
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phyllosphaerae Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


Microbacteriaceae 
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489970 Bacteria_16S 
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489970 Bacteria_16S 
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489970 Bacteria_16S 
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489970 Bacteria_16S 
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489970 Bacteria_16S 
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489970 Bacteria_16S 
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acteria; Gammaproteobacteria; Aeromona 
1521740 1521678 34 94 gi 
rain DSM 43406 16S ribosomal RNA, part 
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strain LMG 21880 16S ribosomal RNA, partial sequence 1629885 16313 


Firmicutes; Bacil 
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82 16S ribosomal RNA, partial sequence 16665 
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1673685 1673623 34 94 gi| 219878426 
rain ST101170 16S ribosomal RNA, partial sequenc 
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ref |NR_026273.1 
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ref|NR_025726.1 
44 Nocardia alba 
eae; Nocardiacea 
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Actinobacillus. 
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Nocardia 
6 Nocardia 
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acillus jensenii 
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Amycolatopsis 
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ocardineae; 


Bacillus gelatini 


69 Bacillus gelatini Bacteria; 


Escherichia albertii 
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richia. 

Amycolatopsis 

6 Amycolatopsis 
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Amycolatopsis 
5 Amycolatopsis 
cardineae; 
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Amycolatopsis keratiniphila subsp. nogabecina Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 
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decaplanina strai 
decaplanina Bacte 
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489970 Bacteria_16S 
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Bacteria; Actinob 
Amycolatopsis. 


489970 Bacteria_16S 


strain 6AG 16S ri 
Firmicutes; Bacil 


489970 Bacteria_16S 


Pseudonocardineae; Pseudonocardiaceae; 
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1679745 1679683 34 
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bosomal RNA, partial sequence 
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17 16S ribosomal RNA, partial sequence 
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ref|NR_025562.1 
1677147 167861 

etales; Pseudono 


ref|NR_025561.1 
61 1680145 Amycol 


donocardineae; P 


ref|NR_025554.1 


ref 


Amycolatopsis 
0 Amycolatopsis 
cardineae; 


Amycolatopsis japonica 
atopsis japonica 


seudonocardiaceae; 


Bacillus saliphilus 


35 Bacillus saliphilus Bacteria; 


Microbacterium 


NR_025548.1 


paraoxydans strain CF36 16S ribosomal RNA, partial sequence 1697056 1698545 Microbacterium paraoxydans 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 


Microbacterium. 
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strain P 297/02 1 


489970 Bacteria_16S 


intestinalis stra 
intestinalis Bact 


489970 Bacteria_16S 


strain DSM 497 16 
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489970 Bacteria_16S 


cellulosilytica s 
cellulosilytica B 
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489970 Bacteria_16S 


strain IMSNU 2200 


489970 Bacteria_16S 


strain HK85 16S r 
Proteobacteria; G 


489970 Bacteria_16S 
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489970 Bacteria_16S 
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strain DSM 30063 


Proteobacteria; G 


489970 Bacteria_16S 


strain DSM 12358 


Proteobacteria; G 


489970 Bacteria_16S 
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Proteobacteria; G 


489970 Bacteria_16S 
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Proteobacteria; 
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G 


489970 Bacteria_16S 


strain Eb 13/82 1 


Proteobacteria; G 


489970 Bacteria_16S 
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Proteobacteria; G 


489970 Bacteria_16S 


strain S1/1-984 1 
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489970 Bacteria_16S 
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Proteobacteria; G 


1819797 1819735 34 94 gi| 219878323 |ref|NR_025462.1 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriac 

1838064 1838014 46 94 gi|219878310|ref|NR_025449.1 
in DSM 6629 16S ribosomal RNA, partial sequence 1836949 183846 
eria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacill 

1842743 1842681 34 94 gi| 219878307 |ref|NR_025446.1 
S ribosomal RNA, partial sequence 1841624 18431 
lales; Bacillaceae; Bacillus. 

1853254 1853204 46 94 gi| 219878299 |ref|NR_025438.1 
train TB100 16S ribosomal RNA, partial sequence 1852181 185367 
acteria; Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Thermobifida. 

1867049 1866967 14 94 gi|219878290|ref|NR_025429.1 
4 16S ribosomal RNA, partial sequence 1865935 1867442 Asanoa 

Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 

1876093 1876051 34 76 gi|219878284|ref|NR_025423.1 
ibosomal RNA, partial sequence 1874987 18764 
ammaproteobacteria; Pasteurellales; Pasteurellaceae; Haemophilus. 

1877591 1877541 46 94 gi| 219878283 |ref|NR_025422.1 
in DSM 44410 16S ribosomal RNA, partial sequence 1876505 187800 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
Nocardiopsis. 

1926270 1926208 34 94 gi|219878244|ref|NR_025383.1 
in IMSNU 22139 16S ribosomal RNA, partial sequence 1925173 192664 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudon 
e; Amycolatopsis. 

1932471 1932409 34 94 gi|219878240|ref|NR_025379.1 
in CCUG 36733 16S ribosomal RNA, partial sequence 1931360 193276 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Actino 

Actinomyces. 

1941413 1941351 34 94 gi|219878234|ref|NR_025373.1 
16S ribosomal RNA, partial sequence 1940300 19418 
lales; Bacillaceae; Bacillus. 

1944541 1944491 46 94 gi| 219878232 |ref|NR_025371.1 
16S ribosomal RNA, complete sequence 1943398 1944958 Lactob 
tes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

1949154 1949092 34 94 gi|219878229|ref|NR_025368.1 

333/02 16S ribosomal RNA, partial sequence 1948071 194955 
; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcin 

1991949 1991907 34 76 gi|219878201|ref|NR_025340.1 
16S ribosomal RNA, partial sequence 1990842 19923 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serra 

1995040 1994998 34 76 gi| 219878199 |ref|NR_025338.1 
16S ribosomal RNA, partial sequence 1993927 19954 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Serra 

1996575 1996533 34 76 gi|219878198|ref|NR_025337.1 
6S ribosomal RNA, partial sequence 1995493 19969 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Rahne 

2002729 2002687 34 76 gi|219878194|ref|NR_025333.1 
6S ribosomal RNA, partial sequence 2001636 20031 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Lemin 

2004261 2004219 34 76 gi| 219878193 |ref|NR_025332.1 
6S ribosomal RNA, partial sequence 2003168 20046 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Budvi 

2005806 2005764 34 76 gi| 219878192 |ref|NR_025331.1 
6S ribosomal RNA, partial sequence 2004699 2006196 Buttiauxella 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Butti 

2007352 2007310 34 76 gi|219878191|ref|NR_025330.1 
6S ribosomal RNA, partial sequence 2006247 2007741 Buttiauxella 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Butti 

2008896 2008854 34 76 gi|219878190|ref|NR_025329.1 
n DSM 9390 16S ribosomal RNA, partial sequence 2007792 200929 
ria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Ent 

2010455 2010413 34 76 gi| 219878189 |ref|NR_025328.1 
6S ribosomal RNA, partial sequence 2009346 2010850 Buttiauxella 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Butti 

2025328 2025266 34 94 gi| 219878179 |ref|NR_025318.1 


489970 Bacteria_16S 


Plantibacter flavus 


flavus Bacteria; 


eae; Plantibacter. 
Lactobacillus 

1 Lactobacillus 

us. 
Bacillus halodurans 


32 Bacillus halodurans Bacteria; 


Thermobifida 
5 Thermobifida 
ptosporangineae; 


Asanoa ishikariensis 
ishikariensis Bacteria; 
poraceae; Asanoa. 
Haemophilus pittmaniae 


54 Haemophilus pittmaniae Bacteria; 


Nocardiopsis 
9 Nocardiopsis 
sporangineae; 


Amycolatopsis 
6 Amycolatopsis 
ocardineae; 


Actinomyces 
0 Actinomyces 


mycineae; 


Bacillus shackletonii 


02 Bacillus shackletonii Bacteria; 


Lactobacillus frumenti 
acillus frumenti 


Microbacterium 
0 Microbacterium 


eae; Microbacteriaceae; 


Serratia grimesii 


36 Serratia grimesii Bacteria; 


tia. 
Serratia entomophila 


42 Serratia entomophila Bacteria; 


tia. 
Rahnella aquatilis 


65 Rahnella aquatilis Bacteria; 


ila. 
Leminorella grimontii 


17 Leminorella grimontii Bacteria; 


orella. 
Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 
Buttiauxella izardii 


izardii Bacteria; 


auxella. 
Buttiauxella gaviniae 


gaviniae Bacteria; 


auxella. 
Buttiauxella 

5 Buttiauxella 

erobacteriaceae; 


Buttiauxella brennerae 


brennerae Bacteria; 


auxella. 


Isochromatium buderi 


strain DSM 176 16S ribosomal RNA, complete sequence 2024259 2025708 Isochromatium buderi Bacteria; 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 


Isochromatium. 


489970 Bacteria_16S 
carotovorum subsp. 

Pectobacterium carotovorum subsp. odoriferum Bacteria; 
Enterobacteriales; 
489970 Bacteria_16S 
strain DSM 169 16 


Proteobacteria; 


489970 Bacteria_16S 
hesperidum strain 


Bacteria; 


Bacteroidetes; 


489970 Bacteria_16S 2049868 2049806 34 94 gi| 219878159 |ref|NR_025298.1 
burkinensis strain DSM 6283 16S ribosomal RNA, partial sequence 2048758 205026 
burkinensis Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Ana 
489970 Bacteria_16S 2051429 2051367 34 94 gi| 219878158 |ref|NR_025297.1 


strain DSM 5192 1 
Firmicutes; 


489970 Bacteria_16S 
stelliscabiei strain CFBP 4521 16S ribosomal RNA, partial 


2028327 2028285 34 76 gi 
odoriferum strain LMG 17566 16S ribo 


Enterobacteriaceae; Pectobacterium. 
2029863 2029801 34 94 gi 
S ribosomal RNA, partial sequence 
2032763 2032705 38 


94 gi 


2046777 2046715 1 63 gi 


Bacteroidales; 


Clostridiales; Veillonellaceae; 
2054517 2054467 46 94 gi 


2028754 20 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 
219878174 
316 
icyclobacillus. 
219878161 
2045623 20 
Prevotellaceae; 


FR-11 16S ribosomal RNA, partial sequence 20 
Firmicutes; Bacillales; Alicyclobacillaceae; 
489970 Bacteria_16S 
strain M384 16S ribosomal RNA, partial sequence 
Bacteroidia; 


Al 


219878177 
somal RNA, 


219878176 
301 


6S ribosomal RNA, partial sequence 2050314 20518 
Clostridia; 


471 


stelliscabiei Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Streptomycineae; 
Streptomycetaceae; Streptomyces. 

489970 Bacteria_16S 2080470 2080388 14 94 gi|219878136|ref|NR_025275.1| Propionimicrobium 
lymphophilum strain DSM 4903 16S ribosomal RNA, partial sequence 2079371 2080872 Propionimicrobium 
lymphophilum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacterineae; 
Propionibacteriaceae; Propionimicrobium. 

489970 Bacteria_16S 2121530 2121488 34 76 gi|219857654|ref|NR_025243.1| Cedecea davisae strain 
DSM 4568 16S ribosomal RNA, partial sequence 2120505 2121907 Cedecea davisae Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Cedecea. 

489970 Bacteria_16S 2157739 2157689 46 94 gi|219857630|ref|NR_025219.1| Streptomonospora alba 
strain YIM 90003 16S ribosomal RNA, partial sequence 2156657 2158143 Streptomonospora alba Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
Streptomonospora. 

489970 Bacteria_16S 2162223 2162161 34 94 gi|219857627|ref|NR_025216.1| Nocardia caishijiensis 


strain F829 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 


indicus strain CI 
15286 Bacteria; 


strain YIM 21741 


Firmicutes; 


Thermodesulfobacteria; 
Thermodesulfatator. 
489970 Bacteria_16S 


2224348 2224286 34 94 gi 


2228992 2228910 14 94 gi 


2338254 2338192 34 94 gi 


Clostridiales; 


2347389 2347327 34 94 gi 


ne 


oc 


Heliobacteriaceae; 


2161153 21625 
bacterineae; 
219857583 
R29812 16S ribosomal RNA, partial sequence 22232 
Thermodesulfobacteriales; 


219857580 
16S ribosomal RNA, partial sequence 2227890 22293 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
489970 Bacteria_16S 
strain BG29 16S ribosomal RNA, partial sequence 
Clostridia; 
489970 Bacteria_16S 


sulfonivorans strain ALL 16S ribosomal RNA, partial sequence 


sulfonivorans Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 
489970 Bacteria_16S 


2348898 2348836 34 94 gi 


219857495 


methylotrophus strain TGA 16S ribosomal RNA, partial sequence 


methylotrophus Bacteria; Actinobacteria; Actinobacteridae; 
Micrococcaceae; Arthrobacter. 
489970 Bacteria_16S 
australiense strain LCDC-98A072 16S ribosomal RNA, part 
australiense Bacteria; Actinobacteria; Actinobacteridae; 


Propionibacteriac 


489970 Bacteria_16S 


strain ATCC49733 
Proteobacteria; 


strain IMMIB D-15 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 


strain ATCC 33531 
Bacteria; 


strain CCUG 43179 
Bacteria; 


Firmicutes; 


2359558 2359496 34 94 gi 


eae; Propionibacterium. 


2364166 2364124 34 76 gi 


2383817 2383755 34 94 gi 
92 16S ribosomal RNA, partial sequence 


2462853 2462811 34 76 gi 
16S ribosomal RNA, partial sequence 


2465908 2465858 46 
16S ribosomal RNA, 
Lactobacillales; 


94 gi 
complete sequence 
Lactobacillaceae; 


ia 


ne 


219857488 
1 sequence 2358483 23599 
Actinomyceta 


219857485 
16S ribosomal RNA, partial sequence 2363042 23645 
Gammaproteobacteria; Pasteurellales; Pa 
489970 Bacteria_16S 


23827 


24617 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; 
489970 Bacteria_16S 


219857406 


occineae; 
219857503 
2337153 23386 
Heliobacter 
219857496 


Actinomycetales; 


Actinomycetales; 


bacterineae; 
219857408 


ref |NR_025316.1 
partial sequenc 


ref|NR_025315.1 
Chromatium. 

ref |NR_025313.1 
81 2033165 Alicyc 


ref|NR_025300.1 


ref |NR_025294.1 


1 


Nocardiacea 
ref|NR_025171.1 
20 2224715 Thermo 
Thermodesulfobac 
ref|NR_025168.1 
Microbacteriac 
ref|NR_025091.1 
ium. 
ref |NR_025084.1 

2346319 234777 
Microc 


ref|NR_025083.1 

2347826 234928 
Micro 
ref|NR_025076.1 
5 
les; Propion 


ref|NR_025073.1 


ref|NR_025059.1 
52 2384208 Nocard 


ref|NR_024996.1 


ref 


Pectobacterium 


e 2027216 2028703 
Proteobacteria; Gammaproteobacteria; 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Alicyclobacillus 


lobacillus hesperidum 


Prevotella albensis 


17 Prevotella albensis Bacteria; 
Prevotella. 


Anaeroarcus 


3 Anaeroarcus 
eroarcus. 

Anaerosinus glycerini 
24 Anaerosinus glycerini Bacteria; 
Anaerosinus. 
219878155 
sequence 2053442 20549 


Streptomyces 


9 Streptomyces 


e; 


NR_024994.1 


78 Nocardia caishijiensis Bacteria; 


Nocardia. 
Thermodesulfatator 


desulfatator indicus DSM 
teriaceae; 


Agromyces aurantiacus 
53 Agromyces aurantiacus Bacteria; 
eae; 
Heliobacterium undosum 
51 Heliobacterium undosum Bacteria; 


Agromyces. 


Arthrobacter 


5 Arthrobacter 
occineae; 


Arthrobacter 


4 Arthrobacter 
coccineae; 


Propionibacterium 


1 Propionibacterium 
ibacterineae; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 
steurellaceae. 
219857471 


Nocardia abscessus 


ia abscessus Bacteria; 
Nocardiaceae; 
Raoultella planticola 
40 2463175 Raoultella planticola 
Enterobacteriaceae; 
Lactobacillus mucosae 


Nocardia. 


Raoultella. 


2464763 2466330 Lactobacillus mucosae 


Lactobac 


illus. 


489970 Bacteria_16S 


strain T1-X7 16S 


489970 Bacteria_16S 
australiensis str 
australiensis Bac 
Intrasporangiacea 
489970 Bacteria_16S 


strain VKM Ac-942 


Bacteria; Actinob 


Nocardiopsis. 


489970 Bacteria_16S 


2492998 2492936 34 94 gi|219857388|ref|NR_024976.1| Tetrasphaera japonica 
ribosomal RNA, partial sequence 2491905 2493349 Tetrasphaera japonica Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
2494485 2494423 34 94 gi|219857387|ref|NR_024975.1| Tetrasphaera 
ain 109 16S ribosomal RNA, partial sequence 2493400 2494869 Tetrasphaera 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
e; Tetrasphaera. 
2511155 2511105 46 94 gi|219857370|ref|NR_024958.1| Nocardiopsis trehalosi 
16S ribosomal RNA, partial sequence 2510068 2511541 Nocardiopsis trehalosi 
acteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; 
2552948 2552886 34 94 gi|219857342|ref|NR_024930.1| Streptacidiphilus 
3 16S ribosomal RNA, complete sequence 2551853 2553362 Streptacidiphilus albus 


albus strain JL 8 


Bacteria; Actinob 


Streptacidiphilus 


489970 Bacteria_16S 
acidaminophila st 
acidaminophila Ba 
489970 Bacteria_16S 
granulomatis stra 
granulomatis Bact 
489970 Bacteria_16S 


strain HPA92 16S 
Proteobacteria; 


strain 177 16S ri 
Proteobacteria; 


strain P925 16S r 
Proteobacteria; 


strain DSM 44262 


strain ATCC 51603 
Proteobacteria; 


strain CDC 2991-8 
Proteobacteria; 


succinogenes stra 
succinogenes Bact 
Actinobacillus. 


489970 Bacteria_16S 


strain CIP 103464 


Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 


strain JCM 3151 1 


Microbispora. 


489970 Bacteria_16S 


strain IFM 10088 


silvatica strain 
silvatica Bacteri 
Streptosporangiac 


489970 Bacteria_16S 


voinovskiensis st 
voinovskiensis Ba 


489970 Bacteria_16S 


kitasatonis strai 
kitasatonis Bacte 


489970 Bacteria_16S 


yamanashiensis st 
yamanashiensis Ba 
Nocardiaceae; Noc 


489970 Bacteria_16S 


A1-17B 16S riboso 
Actinobacteridae; 


489970 Bacteria_16S 


G 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


2566879 2566817 34 94 gi 
cteria; Firmicutes; Clostridia; 
2600627 2600585 34 76 gi 
eria; Proteobacteria; 
2602181 2602139 34 76 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2603735 2603693 34 76 
bosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2605289 2605247 34 76 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; 
2613004 2612942 34 94 


gi 


gi 


gi 


gi 


2620831 2620789 34 76 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Enterobacteriales; 
2637524 2637482 34 76 gi 
1 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
2639102 2639060 34 76 gi 
eria; Proteobacteria; 
2640592 2640530 34 94 gi 
16S ribosomal RNA, partial sequence 

2670690 2670640 46 


94 gi 


2688772 2688710 34 94 gi 


2693221 2693171 46 94 gi 


eae; Planotetraspora. 

2697611 2697549 34 94 gi 
rain TH13 16S ribosomal RNA, partial s 
cteria; Firmicutes; Bacillales; Bacill 
2705236 2705186 46 94 gi 
n JCM 1039 16S ribosomal RNA, partial 

ria; Firmicutes; Lactobacillales; Lact 
2720245 2720183 34 94 gi 
rain IFM 0265 16S ribosomal RNA, parti 


ardia. 

2745819 2745757 34 
mal RNA, partial sequence 
Actinomycetales; Micrococcineae; Micr 
2751564 2751514 46 94 gi 


94 gi 


acteria; Actinobacteridae; Actinomycet 
rain DSM 3853 16S ribosomal RNA, parti 
Clostr 
in ATCC 49244 16S ribosomal RNA, parti 
Gammaproteobacte 
Pa 


Pa 


Pa 


in 130Z 16S ribosomal RNA, partial seq 
Gammaproteobacte 


Stre 


16S ribosomal RNA, partial sequence 2687699 26 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
489970 Bacteria_16S 
TT 00-51 16S ribosomal RNA, partial se 
a; Actinobacteria; Actinobacteridae; Act 


cteria; Actinobacteria; Actinobacterid 


2744758 2746095 Ro 


ales; 
219857290 
al 
id 
219857268 
al 
ria; 
219857267 


2601060 26025 
eurellac 


st 
219857266 


2602614 26041 
eurellac 


st 
219857265 


2604168 26056 
eurellac 


st 
219857257 


16S ribosomal RNA, partial sequence 2611942 26134 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
489970 Bacteria_16S 


do 
219857252 


E 
219857233 


E 
219857232 
uence 
ria; 


219857231 


ne 
219857210 


6S ribosomal RNA, partial sequence 2669632 26710 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 
219857197 


nebacte 
219857193 
quence 

inomy 


219857190 
equence 
aceae; 

219857185 
sequence 

obacill 
219857175 
al sequ 
ae; Act 


219857157 


ococcac 
219857152 


malaysiensis strain H47-7 16S ribosomal RNA, partial sequence 


Stre 
sequenc 
iales; V 


sequenc 
Paste 


nocardin 


26197 
nterobac 


26364 
nterobac 


Paste 


26395 
bacterin 


osporang 


891 
rin 


cet 


Ano 


ace 
enc 


ino 


thi 
eae; 


ptomycineae; Str 
ref|NR_024921.1 
e 2565759 256728 
eillonellaceae; 
ref|NR_024899.1 
e 2599506 260100 
urellales; Paste 
ref |NR_024898.1 


Mannheimia. 
NR_024897.1 


eae; 
ref 


Mannheimia. 
NR_024896.1 


eae; 
ref 


eae; Mannheimia 
ref |NR_024888.1 
18 Amycolatopsis 
eae; Pseudonocar 
ref |NR_024883.1 
36 2621149 Kluyve 
teriaceae; Kluyv 
ref |NR_024861.1 
13 2637923 Citrob 
teriaceae; Citro 
ref|NR_024860.1 

2637974 263946 
urellales; Paste 


ref|NR_024859.1 
12 2640976 Mycoba 
eae; Mycobacteri 
ref |NR_024838.1 
87 Microbispora 


ineae; Streptosp 


ref |NR_024825.1 


Nocardiacea 
NR_024821.1 


eae; 
ref 


Streptospo 


NR_024818.1 
0 


NR_024813.1 
2704122 270562 
ae; Lactobacillu 
ref |NR_024803.1 
e 2719156 272065 
mycetales; Coryn 


ref 
a ae 


NR_024785.1 
ria Bacteria 
; Rothia. 


eptomycetaceae; 


Anaeromusa 
8 Anaeromusa 
Anaeromusa. 

Mannheimia 
9 Mannheimia 
urellaceae; Mannheimia. 
Mannheimia ruminalis 


63 Mannheimia ruminalis Bacteria; 


Mannheimia varigena 


17 Mannheimia varigena Bacteria; 


Mannheimia glucosida 


71 Mannheimia glucosida Bacteria; 


Amycolatopsis alba 
alba Bacteria; 
diaceae; Amycolatopsis. 
Kluyvera georgiana 
ra georgiana Bacteria; 
era. 

Citrobacter farmeri 
acter farmeri Bacteria; 
bacter. 

Actinobacillus 
1 Actinobacillus 
urellaceae; 


Mycobacterium alvei 
cterium alvei Bacteria; 
aceae; Mycobacterium. 
Microbispora mesophila 


mesophila Bacteria; 


orangiaceae; 


Nocardia sienata 


13 Nocardia sienata Bacteria; 


e; Nocardia. 
Planotetraspora 
9 Planotetraspora 
rangineae; 


Anoxybacillus 
1 Anoxybacillus 


Lactobacillus 
7 Lactobacillus 
Ss. 

Nocardia 

4 Nocardia 
ebacterineae; 


Rothia aeria strain 
Actinobacteria; 


, 


ref |NR_024780.1 
2750506 275194 


Microtetraspora 
9 Microtetraspora 


malaysiensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Microtetraspora. 
489970 Bacteria_16S 2753058 2753008 46 
sphaerica strain 


Streptosporangiaceae; 
489970 Bacteria_16S 


Planomonospora. 
2754554 2754504 46 


JCM 9374 16S ribosomal RNA, partial sequence 
sphaerica Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 


94 gi|219857151|ref|NR_024779.1 


2752000 275344 


94 gi|219857150|ref|NR_024778.1 


Streptosporangineae; 


Planomonospora 
5 Planomonospora 


Streptosporangineae; 


Planomonospora alba 


strain JCM 9373 16S ribosomal RNA, partial sequence 2753496 2754939 Planomonospora alba Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Planomonospora. 
489970 Bacteria_16S 
strain ATCC15947 
Bacteria; 
489970 Bacteria_16S 


2763580 2763538 34 


2784759 2784697 34 


fritillariae strain VKM Ac-2059 16S ribosomal RNA, partial sequence 2783663 278516 
fritillariae Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Okibacterium. 

489970 Bacteria_16S 2787908 2787850 38 
herbarius strain 
Bacteria; 
489970 Bacteria_16S 
strain IFO 13911 


2801262 2801200 34 


489970 Bacteria_16S 2819392 2819342 46 


venezuelensis strain JCM 3167 16S ribosomal RNA, partial 
venezuelensis Bacteria; Actinobacteria; Actinobacteridae; 


Streptosporangiaceae; 
489970 Bacteria_16S 


Planomonospora. 
2820885 2820835 46 


strain JCM 3166 16S ribosomal RNA, partial sequence 2819828 2821270 Planobispora 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Planobispora. 
489970 Bacteria_16S 
parontospora subsp. 


2822379 2822329 46 


Actinomycetales; Streptosporangineae; 
489970 Bacteria_16S 2826900 2826838 34 
strain IFO 12702 


489970 Bacteria_16S 2834547 2834485 34 


strain MK703-102F1 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 


489970 Bacteria_16S 
strain IFO 16238 


2839081 2838999 14 


489970 Bacteria_16S 2842169 2842119 46 
fermentans strain 
Bacteria; Firmicutes; 
489970 Bacteria_16S 


strain ATCC 12775 


Clostridia; 
2856103 2856061 34 


489970 Bacteria_16S 2863818 2863756 34 


strain DSM 3050 16S ribosomal RNA, partial sequence 2862729 28642 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceae; 


489970 Bacteria_16S 2881059 2880997 34 


strain JCM9731 16S ribosomal RNA, partial sequence 
Bacillus. 


Firmicutes; Bacillales; Bacillaceae; 
489970 Bacteria_16S 2894632 2894570 34 
strain CM-10 16S 


489970 Bacteria_16S 
strain CM-01 16S 


2896127 2896065 34 


489970 Bacteria_16S 2897621 2897559 34 


tolaasinivorans strain CM-05 16S ribosomal RNA, partial sequence 
tolaasinivorans Bacteria; Actinobacteria; Actinobacteridae; 


Microbacteriaceae; Mycetocola. 
489970 Bacteria_16S 2944683 2944621 34 


brevicatena strain YU 720-21 16S ribosomal RNA, partial sequence 
brevicatena Bacteria; Actinobacteria; Actinobacteridae; 


Sporichthya. 
489970 Bacteria_16S 


2947827 2947785 34 


strain JCM1240 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


CP-1 16S ribosomal RNA, partial sequence 
Firmicutes; Bacillales; Alicyclobacillaceae; 


16S ribosomal RNA, partial sequence 2800187 2801659 Actinoplanes 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 


antibiotica strain JCM 3094 16S ribosomal RNA, 
Planomonospora parontospora subsp. 


16S ribosomal RNA, partial sequence 2825825 28272 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangiaceae; Planomonospora. 
94 gi|219856906|ref|NR_024727.1 
Frankineae; Sporichthyaceae; S 
94 gi|219856901|ref|NR_024722.1 
Nocardiacea 
94 gi| 219856898 |ref|NR_024717.1 


16S ribosomal RNA, partial sequence 2837959 28394 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 


R-9 16S ribosomal RNA, partial sequence 
Halanaerobiales; 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae. 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; 


Streptosporangineae; 


76 gi|219857142|ref|NR_024770.1 


Enterobacteriac 


94 gi|219857127|ref|NR_024755.1 


Actinomycetales; 


94 gi|219857125|ref|NR_024753.1 

2786786 2788314 Alicyc 
Alicyclobacillus. 

94 gi|219857116|ref|NR_024744.1 


Micromonos 
219856911] ref|NR_024732.1 
sequence 2818334 281977 
Actinomycetales; 


94 gi 


94 219856910|ref 


gi NR_024731.1 


Streptosporangineae; Streptosp 


94 219856909 | ref 


gi NR_024730.1 
partial sequen 


antibiotica Bacteria; Actinobacteria; 


Microbacteriac 
219856896|ref|NR_024715.1 
2841063 2842500 Halana 
Halanaerobiaceae; Halanaerobiu 

gi| 219856887 |ref|NR_024706.1 
2854985 2856506 Pseudo: 


94 gi 


76 


94 gi|219856882|ref|NR_024701.1 


Pseudomon 


94 gi|219856871|ref|NR_024690.1 


94 gi|219856860|ref|NR_024679.1 


Microbacteriac 
NR_024678.1 


Micrococcineae; 
94 gi| 219856859 |ref 
Micrococcineae; Microbacteriac 

gi|219856858|ref|NR_024677.1 
2896542 289798 


94 


Streptosporangiaceae; 


Edwardsiella tarda 


16S ribosomal RNA, partial sequence 2762542 2763940 Edwardsiella tarda ATCC 15947 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; 


eae; Edwardsiella. 
Okibacterium 
8 Okibacterium 


Micrococcineae; 


Alicyclobacillus 
lobacillus herbarius 


Actinoplanes italicus 


italicus Bacteria; 


poraceae; Actinoplanes. 
Planomonospora 
7 Planomonospora 


Streptosporangineae; 


Planobispora rosea 


rosea Bacteria; 


orangiaceae; 


Planomonospora 
ce 2821321 2822766 


Actinobacteridae; 


Sporichthya polymorpha 


96 Sporichthya polymorpha Bacteria; 


porichthya. 
Nocardia vinacea 


2833466 2834941 Nocardia vinacea Bacteria; 


e; Nocardia. 
Agromyces bracchium 


69 Agromyces bracchium Bacteria; 


eae; Agromyces. 
Halanaerobium 

erobium fermentans 

m. 

Pseudomonas flectens 
monas flectens Bacteria; 


Pseudomonas halophila 


25 Pseudomonas halophila Bacteria; 


as. 
Bacillus carboniphilus 


2879945 2881448 Bacillus carboniphilus Bacteria; 


Mycetocola lacteus 


2893553 2894997 Mycetocola lacteus Bacteria; 


eae; Mycetocola. 
Mycetocola saprophilus 


2895048 2896491 Mycetocola saprophilus Bacteria; 


eae; Mycetocola. 
Mycetocola 
5 Mycetocola 
ococcineae; 


Sporichthya 
9 Sporichthya 
ae; Sporichthyaceae; 


Actinomycetales; Micr 

94 gi| 219856827 |ref|NR_024646.1 
2943614 294507 

Actinomycetales; Frankine 

76 gi|219856825|ref|NR_024644.1 


Serra 


Serratia rubidaea 


2946729 2948170 Serratia rubidaea Bacteria; 


tia. 


489970 Bacteria_16S 
strain JCM1235 16 
Proteobacteria; 
489970 Bacteria 
strain JCM1237 
Proteobacteria; 
489970 Bacteria 


_168 
16 


2949317 2949275 34 


2950805 2950763 34 


2952306 2952264 34 


76 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


76 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


76 


_168 


gi| 219856824 
2948221 29496 


gi| 219856823 
2949709 29511 


gi| 219856822 


Enterobacteriaceae; 


Enterobacteriaceae; 


ref|NR_024643.1 
58 Enterobacter 


Enterobacter aerogenes 
aerogenes Bacteria; 
Enterobacter. 
ref|NR_024642.1| Enterobacter amnigenus 
57 Enterobacter amnigenus Bacteria; 
Enterobacter. 


ref|NR_024641.1 


Enterobacter gergoviae 


strain JCM1234 
Proteobacteria; 


16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


2951208 29526 


489970 Bacteria_16S 
strain JCM6051 16 
Proteobacteria; 
cloacae complex. 
489970 Bacteria_16S 


ketosireducens strain IFO 14548 16S ribosomal RNA, partia 
ketosireducens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Microbacterium. 


Microbacteriaceae; 
489970 Bacteria_16S 
saperdae strain I 
saperdae Bacteria; 
Microbacterium. 
489970 Bacteria_16S 
luteolum strain I 
luteolum Bacteria; 
Microbacterium. 
489970 Bacteria_16S 


2953804 2953762 34 


2956770 2956708 34 


2958 


228 2958166 34 


2959689 2959627 34 


2984215 2984153 34 


76 


S ribosomal RNA, partial sequence 
Gammaproteobacteria; Enterobacteriales; 


94 


94 


FO 15038 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomyceta 


94 


FO 15074 16S ribosomal RNA, partial sequence 


94 


strain JaH 16S ribosomal RNA, partial sequence 


Firmicutes; Bacil 
489970 Bacteria_16S 
strain 10.268-1 1 


489970 Bacteria_16S 
strain LS-13 16S 
Proteobacteria; 

489970 Bacteria_16S 
caldus strain KU 
Proteobacteria; 

489970 Bacteria_16S 
strain DSM 3670 1 


lales; 


Bacillaceae; 
2985709 2985647 34 


2991824 2991762 34 


2997870 2997820 46 


3000986 3000924 34 


Bacillus. 


94 


6S ribosomal RNA, partial sequence 2984634 29861 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterin 


94 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Legionellales; Legionellacea 


94 


16S ribosomal RNA, partial sequence 2996783 29982 
Gammaproteobacteria; Acidithiobacillale 


94 


6S ribosomal RNA, partial sequence 2999867 30013 


gi| 219856821 
2952708 29541 


gi| 219856819 


gi|219856818 


gi|219856817 


Actinobacteria; Actinobacteridae; Actinomycetales; 


gi| 219846934 
2983106 29845 


gi| 219846933 


gi|219846929 
2990709 29921 
gi|219846925 
s; Acidith 


gi| 219846923 


Enterobacteriaceae; 


Enterobacteriaceae; 


1 sequence 2955705 295711 


57 Enterobacter gergoviae Bacteria; 
Enterobacter. 
ref|NR_024640.1| Enterobacter asburiae 
29 Enterobacter asburiae Bacteria; 


Enterobacter; Enterobacter 


Microbacterium 
4 Microbacterium 
Micrococcineae; 


ref|NR_024638.1 


ref |NR_024637.1| Microbacterium 
2957165 2958571 Microbacterium 
les; Micrococcineae; Microbacteriaceae; 


ref |NR_024636.1| Microbacterium 
2958622 2960061 Microbacterium 
Micrococcineae; Microbacteriaceae; 


ref|NR_026526.1| Bacillus vedderi 
83 Bacillus vedderi Bacteria; 


ref|NR_026525.1| Nocardia flavorosea 
05 Nocardia flavorosea Bacteria; 
eae; Nocardiaceae; Nocardia. 


ref|NR_026521.1| Fluoribacter gormanii 
58 Fluoribacter gormanii Bacteria; 
e; Fluoribacter. 


ref|NR_026517.1| Acidithiobacillus 

42 Acidithiobacillus caldus Bacteria; 
iobacillaceae; Acidithiobacillus. 
ref|NR_026515.1| Geobacillus pallidus 
82 Geobacillus pallidus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Geobacillus. 

489970 Bacteria_16S 3008553 3008491 34 94 gi|219846918|ref|NR_026510.1| Halospirulina 
tapeticola strain CCC Baja-95 Cl.2 16S ribosomal RNA, partial sequence 3007504 3008891 Halospirulina 
tapeticola Bacteria; Cyanobacteria; Oscillatoriales; Halospirulina. 

489970 Bacteria_16S 3010046 3009996 46 94 gi|219846917|ref|NR_026509.1| Lactobacillus 
fornicalis strain TV1018 16S ribosomal RNA, partial sequence 3008942 3010362 Lactobacillus 
fornicalis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

489970 Bacteria_16S 3050992 3050950 34 76 gi|219846888|ref|NR_026480.1| Desulfovibrio 


sulfodismutans strain ThAcOl 16S ribosomal RNA, partial 
sulfodismutans Bacteria; 


Desulfovibrio. 
489970 Bacteria_16S 


esteraromaticum strain DSM 8609 16S ribosomal RNA, partia 
esteraromaticum Bacteria; Actinobacteria; Actinobacteridae; 
Microbacterium. 


Microbacteriaceae; 
489970 Bacteria_16S 
gifhornensis strain 


Micromonosporaceae; 
489970 Bacteria_16S 
strain GY-1 16S r 
Deinococcus-Thermus; 
489970 Bacteria_16S 


DSM 11303 16S ribosomal 


Deinococcus-Thermus; 
489970 Bacteria_16S 
strain CE2203 16S 
Proteobacteria; 
489970 Bacteria_16S 
strain DSM 11140 


489970 Bacteria_16S 


ibosoma 


Proteobacteria; 


3069070 3069008 34 


3103660 3103598 34 
HR1- 


Verrucosispora. 
3139609 3139559 46 


Deltaproteobacteria; 


94 


94 


2 16S ribosomal RNA, partial sequence 
gifhornensis Bacteria; Actinobacteria; Actinobacteridae; 


94 


1 RNA, partial sequence 


sequence 


gi|219846876 


219846853 


gi 


gi| 219846829 
3138565 31400 


Desulfovibrionales; 


1 sequence 3067998 30694 
Actinomycetales; 


Actinomyceta 


3049889 3051367 Desulfovibrio 


Desulfovibrionaceae; 
ref|NR_026468.1| Microbacterium 
60 Microbacterium 
Micrococcineae; 
ref|NR_026445.1| Verrucosispora 
102586 3104047 Verrucosispora 
les; Micromonosporineae; 


Ww 


ref|NR_026421.1| Meiothermus cerbereus 
00 Meiothermus cerbereus Bacteria; 


Deinococci; Thermales; Thermaceae; Meiothermus. 
3147197 3147135 34 94 gi|219846824|ref|NR_026416.1| Deinococcus murrayi 
RNA, partial sequence 3146120 3147591 Deinococcus murrayi Bacteria; 
Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
3173154 3173092 34 94 gi| 219846806 |ref|NR_026398.1| Thiorhodococcus minor 


3226230 3226168 34 


3251932 3251882 46 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Chromatiales; Chromatiaceae; 


94 


16S ribosomal RNA, partial sequence 3225149 32266 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 


94 


3172065 31735 


gi| 219846770 


14 Thiorhodococcus minor Bacteria; 
Thiorhodococcus. 


ref|NR_026362.1| Janibacter limosus 


21 Janibacter limosus Bacteria; 


; Intrasporangiaceae; Janibacter. 


gi|219846753 


ref|NR_026345.1| Microtetraspora glauca 


strain DSM 43311 16S ribosomal RNA, partial sequence 3250880 3252328 Microtetraspora glauca Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Microtetraspora. 


489970 Bacteria_16S 


strain ATCC 13313 
Proteobacteria; G 


489970 Bacteria_16S 


strain ATCC 29903 
Proteobacteria; G 


489970 Bacteria_16S 


strain DSM 6035 1 
Firmicutes; Lacto 


489970 Bacteria_16S 


strain DSM 4864 1 
Firmicutes; Lacto 


489970 Bacteria_16S 


vinaceum strain D 
vinaceum Bacteria 
Micromonosporacea 


489970 Bacteria_16S 


roseum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


489970 Bacteria_16S 


matsuzakiense str 
matsuzakiense Bac 
Micromonosporacea 


489970 Bacteria_16S 


fulvum strain DSM 
Bacteria; Actinob 
Dactylosporangium 


489970 Bacteria_16S 


strain DSM 43039 
Actinobacteria; A 


3271557 3271515 34 76 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3273095 3273053 34 76 gi 
16S ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3305164 3305114 46 94 gi 


E 


bacillales; Lactobacil 


gi 


Lactobacillaceae; 
3306704 3306654 46 94 
bacillales; Lactobacillaceae; Lactobacil 
3324798 3324748 46 94 gi 
SM 43823 16S ribosomal RNA, partial se 
; Actinobacteria; Actinobacteridae; Ac 
e; Dactylosporangium. 

3326325 3326275 46 94 gi 
43916 16S ribosomal RNA, partial sequ 


acteria; Actinobacteridae; Actinomycet 


en 
al 
3327846 3327796 46 94 gi 
ain DSM 43810 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
e; Dactylosporangium. 

3329365 3329315 46 94 gi 
43917 16S ribosomal RNA, partial sequ 
acteria; Actinobacteridae; Actinomycet 


al 
e; 


en 
al 


3332453 3332371 14 94 gi 


ctinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 


austroafricanum s 
austroafricanum B 
Mycobacteriaceae; 


489970 Bacteria_16S 


alimentarium stra 
alimentarium Bact 
Dermabacteraceae; 


489970 Bacteria_16S 
n DSM 43180 16S ribosomal RNA, partial 


longisporum strai 
longisporum Bacte 
Streptosporangiac 


claviforme strain 
claviforme Bacter 
Streptosporangiac 


carneum strain DS 
carneum Bacteria; 
Streptosporangiac 


album strain DSM 
Bacteria; Actinob 
Streptosporangium 


489970 Bacteria_16S 


strain DSM 20138 


histidinolovorans 
histidinolovorans 


Micrococcaceae; Arthrobacter. 
489970 Bacteria_16S 
rain ATCC 12662 16S ribosomal RNA, par 


carrageenovora st 


eae; 
489970 Bacteria_16S 


eae; 
489970 Bacteria_16S 
M 44125 16S ribosomal RNA, partial seq 


eae; 
489970 Bacteria_16S 


acteria; Actinobacteridae; Actinomycet 


3339939 3339877 34 94 gi 
train ATCC 33464 16S ribosomal RNA, pa 
acteria; Actinobacteria; Actinobacteri 
Mycobacterium. 

3359920 3359858 34 94 gi 
in CNRZ 925 16S ribosomal RNA, partial 
eria; Actinobacteria; Actinobacteridae 
Brachybacterium. 
3367556 3367506 46 


rt 
da 


s 


, 
94 gi 
s 
ria; Actinobacteria; Actinobacteridae; A 
Streptosporangium. 

3369056 3369006 46 94 gi 
DSM 44127 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
Streptosporangium. 
3370552 3370502 46 


se 
Ac 
94 gi 
ue 
Actinobacteria; Actinobacteridae; Actin 
Streptosporangium. 

3372051 3372001 46 94 gi 
43023 16S ribosomal RNA, partial sequenc 
al 


3403894 3403832 34 94 gi 
oc 
3405424 3405362 34 94 gi 
strain DSM 20115 16S ribosomal RNA, p 


Bacteria; Actinobacteria; Actinobacte 


ar 
ri 
3424988 3424903 1 


85 gi 


tai 


219846740 


E 


219846718 
6S ribosomal RNA, partial sequence 3304055 33055 


219846717 
6S ribosomal RNA, partial sequence 3305595 33071 


219846702 
qu 
ti 


219846701 


219846700 


219846699 


219846697 
16S ribosomal RNA, partial sequence 3331343 33328 
omonospori 
219846692 


219846677 


219846672 


219846671 


219846670 


219846669 


219846643 
16S ribosomal RNA, partial sequence 3402800 34042 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 219846642 


219846628 


32704 


32719 
nterobac 


lus. 


lus. 


ence 


ce 33252 
es; Micr 


sequenc 


ce 33282 
es; Micr 


ial sequ 
e; Actin 


equence 
Actinomy 


equence 
ctinomyc 


quence 
tinomyce 


nce 
omycetal 


33709 
Stre 


e 
es; 


tial seq 
dae; Act 


al seque 


nterobac 
219846739 


nomyceta 


Streptosporangineae; 


ref 
47 3 


ref 


ref 


ref 


ref 
3 
les; 


ref 


ref 


ref 


ref 


ref 


ref 


etal 


es; 
ref 
ptos 
ref 
7 Mi 


ref 
uenc 


ref 
nce 


teri 


84 3273471 Shige 
teri 


44 Lactobacillus 


06 Lactobacillus 


49 3326720 Dacty 
omon 


e 3326771 33282 
Actinomycet 


90 3329764 Dacty 
omon 


ence 
omyc 


3358821 33603 
ceta 


3366504 33679 


3368004 33694 
tale 


3369499 33709 


99 3372445 Strep 


85 Arthrobacter 


occineae; 


inomycetales; M 


NR_026332.1 
271933 Shige 
aceae; Shig 
NR_026331.1 
1 
aceae; Shig 
NR_026310.1 


NR_026309.1 


NR_026294.1 
323723 332519 
Micromonos 


NR_026293.1 
1 
osporineae; 


NR_026292.1 
3 
ales; Micro 
NR_026291.1 
1 
osporineae; 


NR_026289.1 
; Micromonos 
NR_026284.1 

333886 
etales; Cory 


NR_026269.1 
3 
les; Microco 
NR_026264.1 
5 
es; Streptos 
NR_026263.1 
4 
s; Streptosp 
NR_026262.1 
4 
Streptospora 
NR_026261.1 

ie) 
porangineae; 


NR_026235.1 


crococcaceae 
NR_026234.1 
e 340433 
i 


1 
e 


e 


Pp 


Streptosporangiaceae; 


Shigella dysenteriae 
la dysenteriae Bacteria; 
Lila. 

Shigella flexneri 
la flexneri Bacteria; 
lla. 

Lactobacillus panis 
panis Bacteria; 


Lactobacillus oris 
oris Bacteria; 


Dactylosporangium 
8 Dactylosporangium 
orineae; 


Dactylosporangium 
osporangium roseum 
Micromonosporaceae; 


Dactylosporangium 
9 Dactylosporangium 


monosporineae; 


Dactylosporangium 
osporangium fulvum 
Micromonosporaceae; 


Pilimelia anulata 


10 Pilimelia anulata Bacteria; 
neae 


poraceae; Pilimelia. 
Mycobacterium 

4 3340325 Mycobacterium 
nebacterineae; 


Brachybacterium 
2 Brachybacterium 
ccineae; 


Streptosporangium 
3 Streptosporangium 
porangineae; 


Streptosporangium 
8 Streptosporangium 
orangineae; 


Streptosporangium 
8 Streptosporangium 
ngineae; 


Streptosporangium 
osporangium album 


Streptosporangiaceae; 


Arthrobacter ilicis 


ilicis Bacteria; 


, 


Arthrobacter. 
Arthrobacter 

6 3405815 Arthrobacter 
crococcineae; 


NR_026220.1 
342386 


Pseudoalteromonas 
1 3425283 


Pseudoalteromonas carrageenovora Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Pseudoalteromonad 


aceae; 
489970 Bacteria_16S 


Pseudoalteromonas. 


3460834 3460772 34 94 gi 


219846602 


ref 


NR_026194.1 


Arthrobacter 


nicotinovorans strain DSM 420 16S ribosomal RNA, complete sequence 3459743 3461210 Arthrobacter 
nicotinovorans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 


489970 Bacteria_16S 3480592 3480530 34 94 gi|219846589|ref|NR_026181.1]| Actinomyces 
denticolens strain NCTC 11490 16S ribosomal RNA, partial sequence 3479494 3480915 Actinomyces 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; 
Actinomycetaceae; Actinomyces. 

489970 Bacteria_16S 3483514 3483464 46 94 gi| 219846587 |ref|NR_026179.1| Clostridium 
acetireducens strain DSM 10703 16S ribosomal RNA, partial sequence 3482431 3483932 Clostridium 
acetireducens Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 3495738 3495676 34 94 gi|219846579|ref|NR_026171.1| Thermocrispum agreste 
strain DSM 44070 16S ribosomal RNA, complete sequence 3494639 3496156 Thermocrispum agreste 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Thermocrispum. 

489970 Bacteria_16S 3507753 3507691 34 94 gi|219846571|ref|NR_026163.1| Microbacterium 
testaceum strain DSM 20166 16S ribosomal RNA, partial sequence 3506673 3508141 Microbacterium 
testaceum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

489970 Bacteria_16S 3509274 3509212 34 94 gi|219846570|ref|NR_026162.1| Microbacterium 
liquefaciens strain DSM 20638 16S ribosomal RNA, partial sequence 3508192 3509665 Microbacterium 
liquefaciens Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Microbacteriaceae; Microbacterium. 

489970 Bacteria_16S 3510794 3510732 34 94 gi|219846569|ref|NR_026161.1| Microbacterium 
imperiale strain DSM 20530 16S ribosomal RNA, partial sequence 3509716 3511185 Microbacterium 
imperiale Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

489970 Bacteria_16S 3512318 3512256 34 94 gi|219846568|ref|NR_026160.1| Microbacterium 
lacticum strain DSM 20427 16S ribosomal RNA, partial sequence 3511236 3512709 Microbacterium 
lacticum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; 
Microbacterium. 

489970 Bacteria_16S 3538253 3538191 34 94 gi|219846551|ref|NR_026143.1| Bacillus gibsonii 
strain DSM 8722 16S ribosomal RNA, partial sequence 3537139 3538644 Bacillus gibsonii Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 3571948 3571886 34 94 gi|219846528|ref|NR_026120.1| Turicella otitidis 
strain 234/92 16S ribosomal RNA, partial sequence 3570843 3572303 Turicella otitidis Bacteria; 
Actinobacteria; Actinobacteridae; Bifidobacteriales; Turicella. 

489970 Bacteria_16S 3573480 3573418 1 63 gi|219846527|ref|NR_026119.1| Prevotella intermedia 
strain B422 16S ribosomal RNA, partial sequence 3572354 3573812 Prevotella intermedia Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

489970 Bacteria_16S 3576494 3576432 34 94 gi|219846525|ref|NR_026117.1| Legionella feeleii 


strain WO-44C 16S 


strain ATCC 15712 
Bacteria; Proteob 


489970 Bacteria_16S 


strain EN 101 16S 
Proteobacteria; 


wasabiae strain S 
Bacteria; Proteob 


489970 Bacteria_16S 


betavasculorum st 
betavasculorum Ba 
Pectobacterium. 


489970 Bacteria_16S 


strain 1846 16S 


Proteobacteria; G 


489970 Bacteria_16S 


porcinus strain N 
Bacteria; Proteob 


489970 Bacteria_16S 


sporothermodurans 
sporothermodurans 


489970 Bacteria_16S 


subsp. aerata str 
subsp. aerata Bac 
Streptosporangiac 


489970 Bacteria_16S 


niveoalba strain 
Bacteria; Actinob 
Microtetraspora. 


G 
489970 Bacteria_16S 


ribosomal RNA, partial sequence 
io 
3667758 3667716 34 76 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Enteroba 
3670770 3670728 34 76 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3672277 3672235 34 76 gi 
R91 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Enteroba 
3673786 3673744 34 76 gi 
rain ATCC 43762 16S ribosomal RNA, par 
cteria; Proteobacteria; Gammaproteobac 


ct 


E 


e 
ct 


bon 
te 


3675291 3675249 34 76 

ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
3696476 3696434 34 76 gi 
M319 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Pasteure 
3723601 3723539 34 94 gi 
strain M215 16S ribosomal RNA, partia 
Bacteria; Firmicutes; Bacillales; Bac 
3735273 3735223 46 94 gi 
ain P132 16S ribosomal RNA, partial se 
teria; Actinobacteria; Actinobacterida 
eae; Microbispora. 

3741121 3741071 46 94 gi 
Mt-3 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 


gi 
E 


ce 
i 


1 
il 


qu 
e; 


ce 
al 


489970 Bacteria_16S 


strain T/457 16S 
Actinobacteria; A 
Microtetraspora. 


3575389 35768 
Proteobacteria; Gammaproteobacteria; Legionellales; Leg 


489970 Bacteria_16S 219846459 


219846457 
3669690 36711 


219846456 


219846455 


219846454 


3674212 36756 


219846439 


219846419 


219846411 


219846407 


es; 


nellacea 
36666 
eriales; 
nterobac 


36711 
eriales; 


al seque 
ria; Ent 


nterobac 


36953 
ales; Pa 


sequence 
laceae; 


ence 


Actinom 


37400 
Stre 


3742585 3742535 46 94 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; 


gi 


219846406 
3741557 3742969 Microtetraspora fusca Bacteria; 
Streptosporangineae; 


e; Legionella. 
ref|NR_026050.1 
79 3668133 Brenne 
Enterobacteriac 
ref |NR_026048.1 


teriaceae; Brenn 
ref |NR_026047.1 
96 3672653 Pectob 
Enterobacteriac 
ref |NR_026046.1 
nce 367270 
erobacteriales; 
ref |NR_026045.1 
teriaceae; Panto 
ref |NR_026030.1 
71 3696836 Actino 
steurellaceae; A 
ref|NR_026010.1 

3722493 372398 
Bacillus. 
ref|NR_026002.1 

3734241 373565 
ycetales; Strept 


ref|NR_025998.1 
91 3741506 Microt 
ptosporangineae; 


54 Legionella feeleii Bacteria; 


Brenneria salicis 

ria salicis ATCC 15712 
eae; Brenneria. 
Brenneria nigrifluens 


45 Brenneria nigrifluens Bacteria; 


eria. 

Pectobacterium 
acterium wasabiae 

eae; Pectobacterium. 
Pectobacterium 

4 3674161 Pectobacterium 
Enterobacteriaceae; 


Pantoea ananatis 


66 Pantoea ananatis Bacteria; 


ea. 
Actinobacillus 
bacillus porcinus 
ctinobacillus. 
Bacillus 

9 Bacillus 


rosea 
rosea 


Microbispora 
5 Microbispora 
osporangineae; 


Microtetraspora 
etraspora niveoalba 
Streptosporangiaceae; 


ref|NR_025997.1 


Streptosp 


Microtetraspora fusca 


orangiaceae; 


489970 Bacteria_16S 


strain IFO 14094 


lacurosei strain 
Bacteria; Firmicu 


489970 Bacteria_16S 


F275 16S ribosoma 
Lactobacillales; 


489970 Bacteria_16S 3901852 3901802 46 94 gi|219846294|ref|NR_025884.1 
strain IFO 15474 16S ribosomal RNA, partial sequence 3900794 3902268 Herbidospora 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Streptosp 
Herbidospora. 

489970 Bacteria_16S 3966392 3966330 34 94 gi|219846248|ref|NR_025838.1 
capsulatum strain GIFU 11526 16S ribosomal RNA, partial sequence 3965346 396678 
capsulatum Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphin 
Novosphingobium. 

489970 Bacteria_16S 3994224 3994162 34 94 gi|219846229|ref|NR_025819.1 


strain GS5-97 16S 
Firmicutes; Bacil 


489970 Bacteria_16S 


chungwhensis stra 
chungwhensis Bact 
Salinimonas. 


489970 Bacteria_16S 


strain NRRL B-163 
Bacteria; Actinob 


489970 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 


489970 Bacteria_16S 


lechevalierae str 
lechevalierae Bac 
Glycomycetaceae; 


489970 Bacteria_16S 


strain SGT-39 16S 
Proteobacteria; G 


489970 Bacteria_16S 


saccharolytica st 
saccharolytica Ba 
Soehngenia. 


489970 Bacteria_16S 


strain AS 4.1860 


489970 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


489970 Bacteria_16S 


strain R18165 16S 


489970 Bacteria_16S 


strain U 5/41 16S 


Proteobacteria; G 


489970 Bacteria_16S 


strain 58/1971 16 


Firmicutes; Bacil 


489970 Bacteria_16S 


strain PCL 16S ri 
Fusobacteria. 


3744046 3743996 46 94 gi 
Stre 
3842260 3842210 46 94 gi 
H200 16S ribosomal RNA, complete seque 
tes; Clostridia; Halanaerobiales; Hala 
3861889 3861839 46 94 gi 
1 RNA, partial sequence 


Lactobacillaceae; Lactobacillus. 


ribosomal RNA, partial sequence 


219846405 


16S ribosomal RNA, partial sequence 3743020 37444 
Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 


ptosporang 
219846334 
nce 38411 
naerobiace 
219846321 


3860745 3862279 Lacto 


3993148 39945 


ref|NR_025996.1 
ineae; Streptosp 
ref |NR_025924.1 
23 3842666 Halana 
ae; Halanaerobiw 
ref|NR_025911.1 
bacillus reuteri 


Nonomuraea ferruginea 


34 Nonomuraea ferruginea Bacteria; 


orangiaceae; Nonomuraea. 
Halanaerobium 

erobium lacurosei 

m. 

Lactobacillus reuteri 

Bacteria; Firmicutes; 


Herbidospora cretacea 


cretacea Bacteria; 


orangiaceae; 
Novosphingobium 
8 Novosphingobium 


gomonadaceae; 


Geobacillus tepidamans 


94 Geobacillus tepidamans Bacteria; 


lales; Bacillaceae; Geobacillus. 
4006162 4006100 34 94 gi|219846221|ref|NR_025811.1| Salinimonas 
in BH030046 16S ribosomal RNA, partial sequence 4005071 4006477 Salinimonas 
eria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
4031951 4031889 34 94 gi|219846202|ref|NR_025792.1| Glycomyces algeriensis 
27 16S ribosomal RNA, partial sequence 4030856 4032350 Glycomyces algeriensis 
acteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
4033501 4033439 34 94 gi|219846201|ref|NR_025791.1| Glycomyces arizonensis 
53 16S ribosomal RNA, partial sequence 4032401 4033899 Glycomyces arizonensis 
acteria; Actinobacteridae; Actinomycetales; Glycomycineae; Glycomycetaceae; Glycomyces. 
4035055 4034993 34 94 gi|219846200|ref|NR_025790.1| Glycomyces 
ain NRRL B-16149 16S ribosomal RNA, partial sequence 4033950 4035456 Glycomyces 
teria; Actinobacteria; Actinobacteridae; Actinomycetales; Glycomycineae; 
Glycomyces. 
4069697 4069614 1 85 gi|219846173|ref|NR_025763.1| Aquicella lusitana 
ribosomal RNA, partial sequence 4068567 4070048 Aquicella lusitana Bacteria; 
ammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 
4072637 4072587 46 94 gi|219846171|ref|NR_025761.1| Soehngenia 
rain BOR-Y 16S ribosomal RNA, partial sequence 4071551 4073044 Soehngenia 
cteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; 
4075672 4075610 34 94 gi|219846169|ref|NR_025759.1| Nocardia xishanensis 
16S ribosomal RNA, partial sequence 4074613 4076023 Nocardia xishanensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 
4124176 4124134 34 76 gi|219846134|ref|NR_025724.1| Volucribacter 
in Gerl. 236/81 16S ribosomal RNA, partial sequence 4123103 4124536 Volucribacter 
eria; Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae; 
4238565 4238503 34 94 gi|219846043|ref|NR_025633.1| Actinomyces dentalis 
ribosomal RNA, complete sequence 4237444 4238960 Actinomyces dentalis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 
4246054 4246012 34 76 gi|219722938|ref|NR_024570.1| Escherichia coli 
ribosomal RNA, partial sequence 4244934 4246383 Escherichia coli Bacteria; 
ammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Escherichia. 
81108 81059 47 94 gi|265679010|ref|NR_029318.1| Listeria innocua 
S ribosomal RNA, partial sequence 80045 81448 Listeria innocua Bacteria; 
lales; Listeriaceae; Listeria. 
149608 149543 31 94 gi|265678963|ref|NR_029271.1| Clostridium rectum 
bosomal RNA, partial sequence 148511 150015 Clostridium rectum Bacteria; 
154270 154221 47 94 gi|265678960|ref|NR_029268.1| Oxobacter pfennigii 


489970 Bacteria_16S 


strain V 5-2 16S 
Firmicutes; Clost 


489970 Bacteria_16S 


strain 6VI 16S ri 
Firmicutes; Clost 


489970 Bacteria_16S 


aerodenitrificans 
aerodenitrificans 
Microvirgula. 


489970 Bacteria_16S 


strain W 1471 16S 
Firmicutes; Clost 


ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
183191 183142 47 94 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

249375 249326 47 94 gi 
strain Sgly2 16S ribosomal RNA, parti 
Bacteria; Proteobacteria; Betaproteob 


282350 282301 47 94 
ribosomal RNA, partial sequence 
ridia; Clostridiales; 


gi 


Eubacteriaceae; 


153188 15467 


Oxobacter. 
265678941 


182124 18361 


Clostridiu 
265678896 
al sequenc 
acteria; N 


265678872 


Eubacteriu 


ref |NR_029249.1 
m. 
ref |NR_029204.1 
e 248268 249768 
eisseriales; Nei 


7 Oxobacter pfennigii Bacteria; 


Clostridium irregulare 


2 Clostridium irregulare Bacteria; 


Microvirgula 
Microvirgula 
sseriaceae; 


ref |NR_029178.1 


mM. 


Eubacterium infirmum 


281272 282767 Eubacterium infirmum Bacteria; 


489970 Bacteria_16S 


rhabdoformis stra 
Bacteria; Proteob 


489970 Bacteria_16S 


strain KS 0043 16 
Proteobacteria; B 


489970 Bacteria_16S 


thermoamylovorans 
thermoamylovorans 


489970 Bacteria_16S 


strain 941 16S ri 


xylanilyticus str 
xylanilyticus Bac 


489970 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


489970 Bacteria_16S 


strain F12 16S ri 
Firmicutes; Bacil 


489970 Bacteria_16S 


favisporus strain 
Bacteria; Firmicu 


489970 Bacteria_16S 


strain R 16089 16 
Firmicutes; Bacil 


489970 Bacteria_16S 454958 454893 31 94 gi|265678751|ref|NR_029056.1 
strain R 16086 16S ribosomal RNA, complete sequence 453819 45536 

Firmicutes; Bacillales; Macrococcus. 

489970 Bacteria_16S 463981 463916 31 94 gi| 265678742 |ref|NR_029047.1 
rudongensis strain AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 
rudongensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobac 
489970 Bacteria_16S 465491 465426 31 94 gi|265678741|ref|NR_029046.1 
strain AU476 16S ribosomal RNA, partial sequence 464412 46582 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquili 
489970 Bacteria_16S 502417 502368 47 94 gi| 265678717 |ref|NR_029022.1 
strain Sd/3 16S ribosomal RNA, partial sequence 501307 50281 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 528277 528224 43 94 gi|265678700|ref|NR_029005.1 
aerosaccus strain G 16S ribosomal RNA, partial sequence 527192 528675 Enhydr 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; En 
489970 Bacteria_16S 529805 529756 47 94 gi|265678699|ref|NR_029004.1 
strain Wt/la 16S ribosomal RNA, partial sequence 528726 53019 
Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
489970 Bacteria_16S 532780 532731 47 94 gi| 265678697 |ref|NR_029002.1 
strain IDA1967 16S ribosomal RNA, partial sequence 531745 53318 

Firmicutes; Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 576966 576917 47 94 gi|265678668|ref|NR_028973.1 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Coma 
489970 Bacteria_16S 607033 606984 47 94 gi| 265678647 |ref|NR_028952.1 
picturae strain R-5321 16S ribosomal RNA, partial sequence 605920 607435 Oceano 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Oceanobacillus. 

489970 Bacteria_16S 610105 610056 47 94 gi| 265678645 |ref|NR_028950.1 
psychrophilum strain CMS 530r 16S ribosomal RNA, partial sequence 609006 610485 
psychrophilum Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 
489970 Bacteria_16S 649905 649840 31 94 gi|265678618|ref|NR_028923.1 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methyl 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Met 
489970 Bacteria_16S 660233 660180 43 94 gi|265678609|ref|NR_028914.1 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacte 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 

489970 Bacteria_16S 666367 666318 47 94 gi| 265678605 |ref|NR_028910.1 


strain WoG13 16S 


Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Pelospora. 
489970 Bacteria_16S 696709 696644 31 94 gi| 265678585 |ref|NR_028890.1 
PB90-1 16S ribosomal RNA, partial sequence 695588 697067 Opitutus terrae Bacte 


Opitutae; Opituta 


285482 285433 47 94 gi 
in M16 16S ribosomal RNA, partial sequ 
acteria; Deltaproteobacteria; Desulfob 
308299 308250 47 94 gi 
S ribosomal RNA, 
etaproteobacteria; Burkholderiales; Co: 
321810 321761 47 94 gi 
strain DKP 16S ribosomal RNA, partial 
Bacteria; Firmicutes; Bacillales; Bac 
353873 353808 31 94 gi 
bosomal RNA, partial sequence 


376222 376173 47 94 gi 
ain XIL14 16S ribosomal RNA, complete 
teria; Firmicutes; Bacillales; Paeniba 
416399 416334 31 94 gi 
ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobia 
424003 423954 47 94 gi 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


433317 433268 47 94 gi 


GMP01 16S ribosomal RNA, partial sequ 
tes; Bacillales; Paenibacillaceae; Pae 
453359 453294 31 94 gi 


S ribosomal RNA, compl 
lales; Macrococcus. 


ete sequence 


ribosomal RNA, partial sequence 


les; Opitutaceae; Opitutus. 


489970 Bacteria_16S 


complete sequence 307188 30872 


352821 35423 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hypho 
489970 Bacteria_16S 


415329 41680 


422881 42442 


452220 45376 


665236 66673 


265678870 
ence 28438 
acterales; 
265678855 


mamonadace 

265678846 
sequence 
illaceae; 

265678821 


microbiace 
265678804 

sequence 

cillaceae; 
265678777 


les; Methy 
265678772 


265678766 
ence 43219 
nibacillus 
265678752 


719155 719106 47 94 gi 


ref|NR_029176.1 
4 285824 Desulf 
Desulfobulbacea 
ref|NR_029161.1 


ae; Comamonas. 
ref|NR_029151.1 
320691 322234 
Bacillus. 
ref|NR_029126.1 


ae; Rhodoplanes. 
ref|NR_029109.1 
375101 376646 
Paenibacillus. 
ref |NR_029082.1 


loba 
ref 


cteriaceae; 
NR_029077.1 


ref|NR_029071.1 
6 433742 Paenib 


ref|NR_029057.1 


265678569 


Desulfobulbus 

obulbus rhabdoformis 

e; Desulfobulbus. 
Comamonas testosteroni 


3 Comamonas testosteroni Bacteria; 


Bacillus 
Bacillus 


Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Paenibacillus 
Paenibacillus 


Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Bacillus algicola 


5 Bacillus algicola Bacteria; 


Paenibacillus 
acillus favisporus 


Macrococcus lamae 


8 Macrococcus lamae Bacteria; 


Macrococcus hajekii 


6 Macrococcus hajekii Bacteria; 


Ancylobacter 
Ancylobacter 
teraceae; Ancylobacter. 
Inquilinus limosus 


9 Inquilinus limosus Bacteria; 


nus. 
Bacillus indicus 


1 Bacillus indicus Bacteria; 


Enhydrobacter 
obacter aerosaccus 
hydrobacter. 
Deinococcus indicus 


2 Deinococcus indicus Bacteria; 


Bacillus drentensis 


2 Bacillus drentensis Bacteria; 


Acidovorax 

Acidovorax 
monadaceae; Acidovorax. 
Oceanobacillus 
bacillus picturae 


Planomicrobium 
Planomicrobium 


Methylocapsa 

ocapsa acidiphila 
hylocapsa. 

Moraxella canis strain 
ria; Proteobacteria; 


Pelospora glutarica 


5 Pelospora glutarica Bacteria; 


Opitutus terrae strain 
ria; Verrucomicrobia; 


ref |NR_028873.1 


Virgibacillus 


marismortui strain 123 16S ribosomal RNA, complete sequence 718019 719581 Virgibacillus marismortui 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Virgibacillus. 


489970 Bacteria_16S 
sibirica strain Al2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 


Bacteria; 


Bacteria; 


naphthalenovorans 
naphthalenovorans 


489970 Bacteria_16S 
strain PG14 16S r 


Tenericutes; Moll 


489970 Bacteria_16S 


strain IMT37 16S 
Proteobacteria; 


strain AC 615 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
489970 Bacteria_16S 899557 899508 47 94 gi| 265678445 
koreensis strain YC300 16S ribosomal RNA, partial sequence 89842 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus 
489970 Bacteria_16S 905722 905673 47 94 gi| 265678441 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 90455 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacter 
Thermoanaerobacter. 

489970 Bacteria_16S 925938 925873 31 94 gi| 265678428 


strain PSv29 16S 
Proteobacteria; 


strain IMI 359870 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


psychrophila stra 
psychrophila Bact 
Simplicispira. 


489970 Bacteria_16S 


strain LMG 4393 1 
Proteobacteria; B 


489970 Bacteria_16S 


fructosovorans st 
fructosovorans Ba 
Desulfovibrio. 


489970 Bacteria_16S 


Sapovorans strain 
Bacteria; Firmicu 


489970 Bacteria_16S 


hydrogenoformans 
hydrogenoformans 
Sedis; Acidaminob 


489970 Bacteria_16S 
strain T7 16S rib 


Firmicutes; Bacil 


489970 Bacteria_16S 


strain GPll 16S r 
Proteobacteria; 


199/55 16S riboso: 
Gammaproteobacter 


489970 Bacteria_16S 


strain Ne 11 16S ribosomal RNA, partial sequence 1015393 10168 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellace 
489970 Bacteria_16S 1017966 1017913 43 94 gi| 265678366 


L-3 16S ribosomal 
Gammaproteobacter 


489970 Bacteria_16S 


Proteob 
489970 Bacteria_16S 
valvarum strain M 
Proteob 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


D 
489970 Bacteria_16S 


B 
489970 Bacteria_16S 
pseudoflava strai 
Proteob 
489970 Bacteria_16S 
strain PHL 16S ri 
B 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


728477 728416 34 93 gi 


754793 754740 43 94 gi 


797730 797681 47 94 gi 
strain PR-Nl 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Bacillales; Pae 
803962 803909 43 94 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
822149 822096 43 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
838984 838935 47 94 gi 
ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
942825 942776 47 94 gi 
16S ribosomal RNA, partial sequence 

etaproteobacteria; Burkholderiales; Co: 
945951 945902 47 94 gi 
n GA3 16S ribosomal RNA, partial seque 
acteria; Betaproteobacteria; Burkholde 
949077 949028 47 94 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
953748 953699 47 94 gi 
in CA 1 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Betaproteobacter 
955308 955259 47 94 gi 
etaproteobacteria; Burkholderiales; Co 
970628 970595 43 76 gi 
rain JJ 16S ribosomal RNA, partial seq 
cteria; Proteobacteria; Deltaproteobac 


993736 993687 47 94 gi 
OM 16S ribosomal RNA, complete sequen 
tes; Clostridia; Clostridiales; Syntro 
995262 995213 47 94 gi 
strain glu 65 16S ribosomal RNA, parti 
Bacteria; Firmicutes; Clostridia; Clos 
acter. 

1008917 1008868 47 
osomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
1013477 1013424 43 94 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
1014973 1014920 43 94 gi 
mal RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1016469 1016416 43 94 


94 gi 


gi 


Mo 
gi 


RNA, partial sequence 
ia; Pseudomonadales; Moraxellaceae; 
1056160 1056111 47 94 


Mo 
gi 


DA3079 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Cardioba 


802889 80433 


821061 82256 


837961 83941 


924822 92631 


947973 949 


6S ribosomal RNA, partial sequence 954207 95569 


1007814 10092 


1012401 10138 


1013897 1015342 Morax 


1016889 1018335 Morax 


265678563 

72737 
ales; Ecto 
265678543 
ence 75371 
cteriales; 
265678514 
al sequenc 
nibacillac 
265678510 


265678498 


seudomonad 
265678487 


Desulfoba 
265678417 
94171 
mamonadace 
265678415 
nce 94484 
riales; Co 
265678413 
48 
mamonadace 
265678410 
uence 
ia; Burkho 


265678409 


mamonadace 
265678397 
uence 
teria; Des 
265678382 
ce 99261 
phomonadac 
265678381 
al sequenc 
tridiales; 


265678372 


265678369 


oraxellace 
265678368 


raxella. 
265678367 


raxella. 


ref |NR_028867.1 
0 728734 Thiorh 
thiorhodospirace 
ref |NR_028847.1 
9 755211 Cardio 
Cardiobacteriac 
ref |NR_028817.1 
e 796606 798156 
eae; Paenibacillus. 
ref|NR_028813.1| Mycoplasma canis 
3 Mycoplasma canis Bacteria; 


Thiorhodospira 
odospira sibirica 
ae; Thiorhodospira. 
Cardiobacterium 
bacterium valvarum 
eae; Cardiobacterium. 
Paenibacillus 
Paenibacillus 


ref|NR_028801.1| Pseudomonas indica 

9 Pseudomonas indica Bacteria; 

aceae; Pseudomonas. 

ref|NR_028790.1| Nonomuraea rubra 

7 Nonomuraea rubra Bacteria; 

ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_028747.1| Paenibacillus 

7 899962 Paenibacillus koreensis 

ref |NR_028743.1 
8 906118 Thermo 
ales; Thermoanae 


Thermoanaerobacter 
anaerobacter 
robacteraceae; 


, 


ref|NR_028730.1| Desulfofaba gelida 
0 Desulfofaba gelida Bacteria; 


cteraceae; Desulfofaba. 
ref|NR_028719.1| Comamonas terrigena 
4 943232 Comamonas terrigena Bacteria; 
ae; Comamonas. 
ref|NR_028717.1| Hydrogenophaga 
6 946358 Hydrogenophaga pseudoflava 
mamonadaceae; Hydrogenophaga. 
ref|NR_028715.1| Acidovorax temperans 
4 Acidovorax temperans Bacteria; 
ae; Acidovorax. 
ref|NR_028712.1| Simplicispira 

952645 954156 Simplicispira 
lderiales; Comamonadaceae; 
ref|NR_028711.1| Giesbergeria sinuosa 
7 Giesbergeria sinuosa Bacteria; 
ae; Giesbergeria. 
ref|NR_028699.1| Desulfovibrio 

969528 971049 Desulfovibrio 
ulfovibrionales; Desulfovibrionaceae; 
ref|NR_028684.1| Syntrophomonas 
4 994134 Syntrophomonas sapovorans 
eae; Syntrophomonas. 
ref |NR_028683.1| Acidaminobacter 
e 994185 995652 Acidaminobacter 
Clostridiales Family XII. Incertae 
ref|NR_028674.1| Bacillus edaphicus 


65 Bacillus edaphicus Bacteria; 


ref|NR_028671.1| Moraxella caviae 
46 Moraxella caviae Bacteria; 

ae; Moraxella. 
ref |NR_028670.1 
ella ovis Bacter 


Moraxella ovis strain 
ia; Proteobacteria; 


265678340 


ryukyuensis strain 015-7 16S ribosomal RNA, partial sequence 
ryukyuensis Bacteria; Firmicutes; Bacillales; Bacillaceae; Paraliobacillus. 


ref|NR_028669.1| Moraxella catarrhalis 
38 Moraxella catarrhalis Bacteria; 

ae; Moraxella. 

ref|NR_028668.1| Moraxella bovis strain 
ella bovis Bacteria; Proteobacteria; 
ref|NR_028642.1| Paraliobacillus 


1055053 1056552 Paraliobacillus 


489970 Bacteria_ 


acidiphilus strai 
acidiphilus Bacte 


489970 Bacteria_ 


strain NAFOO1 16S 


16S 1063798 1063749 47 94 gi 
n TA-67 16S ribosomal RNA, partial seq 
ria; Firmicutes; Bacillales; Alicyclob 
16S 1081577 1081528 47 94 gi 
ribosomal RNA, partial sequence 


265678335 
uence 


265678322 


1080469 10819 


acillaceae 


ref |NR_028637.1 

1062699 106423 
; Alicyclobacil 
ref |NR_028624.1 


1 


Alicyclobacillus 
1 Alicyclobacillus 
us. 

Bacillus funiculus 


98 Bacillus funiculus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 1087651 1087602 47 94 gi|265678318|ref|NR_028620.1| Bacillus akibai strain 
1139 16S ribosomal RNA, complete sequence 1086532 1088056 Bacillus akibai Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 1090736 1090687 47 94 gi|265678316|ref|NR_028618.1]| Nonomuraea 
roseoviolacea strain A-5 16S ribosomal RNA, partial sequence 1089685 1091137 Nonomuraea 


roseoviolacea Bac 
Streptosporangiac 


489970 Bacteria_ 


strain NRRL 15532 
Bacteria; Actinob 


Nonomuraea. 
489970 Bacteria_ 


pametensis strain 
pametensis Bacter 


Helicobacter. 
489970 Bacteria_ 


thermotolerans st 
thermotolerans Ba 


Pseudomonas. 

489970 Bacteria_ 
iheyensis HTE831 
Bacteria; 


Bacteria; 


Bacteria; 


Desulfonema. 


489970 Bacteria_16S 
strain 2DT 16S ri 
Bacil 


Firmicutes; 


Firmicu 
489970 Bacteria_16S 
DSM 16069 16S ribosomal 

Proteobacteria 
489970 Bacteria_16S 
DSM 16795 16S ribosomal RNA, partial sequence 
Firmicutes; 
489970 Bacteria_16S 

ishimotonii strai 
ishimotonii Bacte 


teria; Actinobacteria; Actinobacterida 

eae; Nonomuraea. 

16S 1107273 1107224 47 94 gi 
16S ribosomal RNA, partial sequence 

acteria; Actinobacteridae; Actinomycet 


, 


16S 1128512 1128459 43 
BIA Se 
ia; Pro 


94 gi 
ymour 16S ribosomal RNA, partia 
teobacteria; Epsilonproteobacte 


16S 1145216 1145163 43 
rain CM 
cteria; 


94 gi 
3 16S ribosomal RNA, partial se 
Proteobacteria; Gammaproteobac 


16S 1155709 1155660 47 
16S rib 
tes; Bacillales; 
1175502 1175449 43 

RNA, partial sequence 


94 gi 


Oceanoba 
gi 


Bacillaceae; 
94 


v 


1177003 1176954 47 


Gammaproteobacteria; Kangiell 
94 gi 


Clostridia; Clostridiales; Clostr 
1270661 1270596 31 94 gi 
n Tokyo 01 16S ribosomal RNA, partial 

ria; Proteobacteria; Deltaproteobacter 


1297492 1297443 47 94 
bosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


265678304 
ales; 

253680771 
ria; 

253680760 
quence 


teria; 


253680753 


osomal RNA, partial sequence 1154576 11561 


cillus. 
228718578 


1174405 11758 


a. 
228718376 


1175949 11773 


idiaceae; 
219846400 
sequence 
ia; 


219857534 


1296399 12978 


e; Actinomycet 


11062 
Stre 


1 sequence 


Campy 


Pse 


Desulf 


ales; Strep 


ref|NR_028606.1 


ptosporangineae; 


ref|NR_028019.1 
127427 112890 
lobacterales; 


R 


ref|NR_028008.1 
144133 114556 


udomonadales; Ps 


R 


ref|NR_028001.1 


ref|NR_027574.1 


ref|NR_027573.1 
Clostridium. 
ref|NR_025991.1 
1269526 127096 
obacterales; Des 


ref |NR_025122.1 


t 


17 1107715 Nonomu 


He 


osporangineae; 


Nonomuraea longicatena 
raea longicatena 
Streptosporangiaceae; 


Helicobacter 
7 Helicobacter 
licobacteraceae; 


Pseudomonas 
1 Pseudomonas 


eudomonadaceae; 


Oceanobacillus 


00 Oceanobacillus iheyensis HTE831 


Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Clostridium bartlettii 


77 Clostridium bartlettii DSM 16795 


Desulfonema 
5 Desulfonema 
ulfobacteraceae; 


Bacillus endophyticus 


68 Bacillus endophyticus Bacteria; 


489970 Bacteria_16S 1315765 1315716 47 94 gi|228716557|ref|NR_027552.1| Bacillus subtilis 
subsp. subtilis strain DSM 10 16S ribosomal RNA, partial sequence 1314657 1316173 Bacillus subtilis 
subsp. subtilis Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 
489970 Bacteria_16S 1318878 1318829 47 94 gi| 228715349 |ref|NR_027521.1| Staphylococcus 
schleiferi subsp. coagulans strain GA 211 16S ribosomal RNA, partial sequence 1317758 1319249 
Staphylococcus schleiferi subsp. coagulans Bacteria; Firmicutes; Bacillales; Staphylococcus. 
489970 Bacteria_16S 1340231 1340166 31 94 gi|228721340|ref|NR_027605.1| Magnetospirillum 
gryphiswaldense strain MSR-1 16S ribosomal RNA, partial sequence 1339181 1340623 Magnetospirillum 
gryphiswaldense MSR-1 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 
Magnetospirillum. 
489970 Bacteria_16S 1381167 1381102 31 94 gi|228717274|ref|NR_027561.1| Methylocella 
silvestris strain BL2 16S ribosomal RNA, partial sequence 1380115 1381523 Methylocella silvestris BL2 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 
489970 Bacteria_16S 1397645 1397580 31 94 gi|228715764|ref|NR_027539.1| Methylobacterium 
nodulans strain ORS 2060 16S ribosomal RNA, partial sequence 1396599 1398033 Methylobacterium 
nodulans ORS 2060 Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 
489970 Bacteria_16S 1399153 1399104 47 94 gi|228715357|ref|NR_027529.1| Gemmatimonas 


aurantiaca strain T-27 16S ribosomal RNA, partial sequence 13980 
Bacteria; Gemmatimonadetes; Gemmatimonadales; Gemmatimonadaceae; 
489970 Bacteria_16S 1420218 1420169 47 94 gi|224581445 
strain TH-23 16S ribosomal RNA, partial sequence 1419106 14206 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 1441892 1441843 47 94 gi| 224581427 
milosensis strain SH714 16S ribosomal RNA, partial sequence 14407 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Filobacillus. 
489970 Bacteria_16S 1481244 1481195 47 94 gi| 219878371 


denitrificans strain K601 16S ribosomal RNA, partial sequence 
denitrificans K601 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 


Alicycliphilus. 


84 1399529 Gemma 
Gemmatimonas. 
ref|NR_027227.1 


t 


ref |NR_027209.1 
88 1442278 Filoba 


ref|NR_025510.1 
1480151 148165 


imonas aurantiaca T-27 


Bacillus infernus 


13 Bacillus infernus Bacteria; 


Filobacillus 
cillus milosensis 


Alicycliphilus 
2 Alicycliphilus 


489970 Bacteria_16S 


strain SA35 16S r 


1493339 1493274 31 94 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 
ibosomal RNA, partial sequence 1492298 1493711 Xanthobacter agilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
1583721 1583672 47 94 gi| 219878489 |ref|NR_025628.1| Viridibacillus arenosi 


489970 Bacteria_16S 


strain LMG 22166 
Firmicutes; Bacil 


489970 Bacteria_16S 


strain LMG 22165 
Firmicutes; Bacil 


489970 Bacteria_16S 


LMG 22167 16S rib 


Viridibacillus. 
94 gi 


lales; Planococcaceae; 


1585276 1585227 47 


Viridibacillus. 
94 gi 


lales; Planococcaceae; 
1586831 1586782 47 


osomal RNA, partial sequence 


16S ribosomal RNA, partial sequence 1582619 15841 


219878488 


16S ribosomal RNA, partial sequence 1584175 15856 


219878487 


1585730 15872 


24 Viridibacillus arenosi Bacteria; 


Viridibacillus arvi 
arvi Bacteria; 


ref|NR_025627.1 
79 Viridibacillus 


Bacillus humi strain 
Bacteria; Firmicutes; 


ref|NR_025626.1 
33 Bacillus humi 


Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 1629481 1629416 31 94 gi| 219878457 |ref|NR_025596.1| Methylocella tundrae 
strain T4 16S ribosomal RNA, partial sequence 1628419 1629834 Methylocella tundrae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocella. 

489970 Bacteria_16S 1635649 1635600 47 94 gi|219878453|ref|NR_025592.1| Planococcus 
maitriensis strain S1 16S ribosomal RNA, partial sequence 1634530 1635961 Planococcus maitriensis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planococcus. 

489970 Bacteria_16S 1637111 1637062 47 94 gi|219878452|ref|NR_025591.1| Bacillus soli strain 
R-16300 16S ribosomal RNA, partial sequence 1636012 1637452 Bacillus soli Bacteria; Firmicutes; 


Bacillales; Bacil 


489970 Bacteria_16S 


R-15447 16S ribos 
Bacillales; Bacil 


489970 Bacteria_16S 


galactosidilyticu 
galactosidilyticu 


489970 Bacteria_16S 


macmurdoensis str 
macmurdoensis Bac 


489970 Bacteria_16S 


aridum subsp. lar 


Kibdelosporangium aridum subsp. 


Actinomycetales; 


489970 Bacteria_16S 


rifietoensis stra 
Bacteria; Firmicu 


489970 Bacteria_16S 


echinoides strain 
echinoides Bacter 


489970 Bacteria_16S 


strain LMG 3475 1 
Proteobacteria; B 


489970 Bacteria_16S 


strain JK 615 16S 
Firmicutes; Clost 


489970 Bacteria_16S 


strain LMG 18422 
Firmicutes; Bacil 


489970 Bacteria_16S 


agaridevorans str 
agaridevorans Bac 


489970 Bacteria_16S 


strain 4-0 16S ri 


carmonensis strai 
carmonensis Bacte 


489970 Bacteria_16S 


decolorationis st 
decolorationis Ba 


489970 Bacteria_16S 


necropolis strain 
necropolis Bacter 


489970 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 


489970 Bacteria_16S 


laceae; Bacillus. 

1638602 1638553 47 
omal RNA, partial sequence 
laceae; Bacillus. 

1652287 1652238 47 94 gi 
s strain LMG 17892 16S ribosomal RNA, 
s Bacteria; Firmicutes; Bacillales; Ba 
1661528 1661479 47 94 gi 
ain CMS 2lw 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Planoco 
1664599 1664530 27 94 gi 
gum strain SKF-AAD-609 16S ribosomal R 


94 gi 


Pseudonocardineae; Pseudonocardiaceae; 
1690394 1690345 47 94 gi 
in M8 16S ribosomal RNA, partial seque 
tes; Bacillales; Planococcaceae; Plano 
1704331 1704266 31 94 gi 

IMET 10491 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
1725665 1725616 47 94 gi 


etaproteobacteria; Burkholderiales; Co: 
1733199 1733146 43 94 gi 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Lachnospiraceae; 
1753001 1752952 47 94 gi 
lales; Bacillaceae; Bacillus. 

1778655 1778606 47 94 gi 
ain DSM 1355 16S ribosomal RNA, partia 
teria; Firmicutes; Bacillales; Paeniba 
1781796 1781701 1 94 gi 
bosomal RNA, partial sequence 


1790684 1790635 47 94 gi 
n LMG 20964 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Bacillace 
1802888 1802839 47 94 gi 
rain LMG 19507 16S ribosomal RNA, part 
cteria; Firmicutes; Bacillales; Bacill 
1804455 1804406 47 94 gi 
LMG 19488 16S ribosomal RNA, complete 
ia; Firmicutes; Bacillales; Bacillacea 
1809082 1809033 47 94 gi 


1637503 1638932 Bacil 


Kibdelosp 
219878414 
nce 16892 
coccus. 
219878405 
sequence 
a; Rhizobi 
219878391 


6S ribosomal RNA, partial sequence 1724592 17259 


mamonadace 
219878386 


1732113 17335 


Butyrivib 
219878372 


16S ribosomal RNA, partial sequence 1751903 17534 


219878351 
1 sequence 
cillaceae; 
219878349 


1780670 17821 
Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
489970 Bacteria_16S 


ococcineae 
219878342 
sequence 
ae; Virgib 
219878334 
ial sequen 
aceae; Bac 
219878333 
sequence 
e; Virgiba 
219878330 
sequence 
aceae; Pla 


n CMS 260r 16S ribosomal RNA, partial 
ria; Firmicutes; Bacillales; Planococc 
1868545 1868480 31 94 gi 


219878289 


asaccharovorans strain TE2 16S ribosomal RNA, partial sequence 
asaccharovorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; 


Chelatococcus. 


219878451|ref|NR_025590.1| Bacillus vireti strain 
lus vireti Bacteria; Firmicutes; 

219878441|ref|NR_025580.1| Bacillus 
partial sequence 1651192 1652677 Bacillus 
cillaceae; Bacillus. 

219878434|ref|NR_025573.1| Sporosarcina 

sequence 1660434 1661916 Paenisporosarcina 
ccaceae; Paenisporosarcina. 
219878432|ref|NR_025571.1| Kibdelosporangium 
NA, partial sequence 1663507 1664980 


largum Bacteria; Actinobacteria; Actinobacteridae; 


orangium. 

ref|NR_025553.1] Planococcus 

86 1690816 Planococcus rifietoensis 

ref|NR_025544.1| Methylocystis 
1703281 1704687 Methylocystis 

ales; Methylocystaceae; Methylocystis. 

ref|NR_025530.1| Comamonas kerstersii 


36 Comamonas kerstersii Bacteria; 


ae; Comamonas. 

ref|NR_025525.1| Butyrivibrio hungatei 
87 Butyrivibrio hungatei Bacteria; 

rio. 

ref|NR_025511.1| Bacillus luciferensis 


04 Bacillus luciferensis Bacteria; 


Paenibacillus 
6 Paenibacillus 


ref |NR_025490.1 

1777548 177905 
Paenibacillus. 
ref|NR_025488.1| Citricoccus muralis 
24 Citricoccus muralis Bacteria; 


; Micrococcaceae; Citricoccus. 

ref|NR_025481.1| Virgibacillus 
1789570 1791087 Virgibacillus 

acillus. 

ref|NR_025473.1| Bacillus 

ce 1801788 1803290 Bacillus 

illus. 

ref|NR_025472.1| Virgibacillus 
1803341 1804862 Virgibacillus 

cillus. 

ref|NR_025469.1] Planococcus 
1807983 1809461 Planococcus 

nococcus. 

ref |NR_025428.1| Chelatococcus 


1867493 1868858 Chelatococcus 


489970 Bacteria_16S 


strain LUH4616 16 
Proteobacteria; 


strain DSM 11713 
Firmicutes; Bacil 


489970 Bacteria_16S 


psychrotolerans s 


psychrotolerans B 
489970 Bacteria_16S 
strain LUH 3792Ty 
Proteob 
489970 Bacteria_16S 


Bacteria; 


azoreducens strai 
Bacteria; Firmicu 


489970 Bacteria_16S 


strain L1/68 16S 
Proteobacteria; 


nitrativorans str 
nitrativorans Bac 


489970 Bacteria_16S 


fujisawaense stra 
fujisawaense Bact 
Methylobacterium. 


489970 Bacteria_16S 


strain LMG 18419 
Firmicutes; Bacil 


489970 Bacteria_16S 


strain ET-5b 16S 
Firmicutes; Bacil 


489970 Bacteria_16S 


16S r 
Bacil 


strain 581 
Firmicutes; 


489970 Bacteria_16S 


strain ATCC 35585 
Firmicutes; Clost 


489970 Bacteria_16S 


defragrans strain 
Bacteria; Proteob 


489970 Bacteria_16S 


strain SW-72 16S 
Firmicutes; Bacil 


489970 Bacteria_16S 


strain TF-9 16S r 
Firmicutes; Bacil 


489970 Bacteria_16S 


strain TF-12 16S 
Firmicutes; Bacil 


489970 Bacteria_16S 


strain TF-11 16S 
Firmicutes; Bacil 


489970 Bacteria_16S 


strain ALC-2 16S 
Proteobacteria; A 


489970 Bacteria_16S 


strain Z-7792 16S 
Firmicutes; Bacil 


489970 Bacteria_16S 


strain 128 16S ri 
Tenericutes; Moll 


489970 Bacteria_16S 


strain 486 16S ri 
Tenericutes; Moll 


489970 Bacteria_16S 


gallopavonis stra 
Bacteria; Teneric 


489970 Bacteria_16S 


strain H831 16S r 
Tenericutes; Moll 


G 
489970 Bacteria_16S 
16S ribosomal RNA, partial sequence 1890504 18919 


G 
489970 Bacteria_16S 


lales; Bacillaceae; Bacillus. 
1893134 1893085 47 94 gi 
train DSM 11706 16S ribosomal RNA, par 
acteria; Firmicutes; Bacillales; Bacil 
1913925 1913872 43 94 gi 
pe 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Pseudomo 
1915468 1915419 47 94 gi 
n CM1l 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
1927802 1927749 43 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Xanthomonadales; X 
1936880 1936831 47 94 gi 
ain 23310 16S ribosomal RNA, partial s 
teria; Proteobacteria; Betaproteobacte 
1939872 1939807 31 94 gi 
in DSM 5686 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1942942 1942893 47 94 gi 
Paenibacillus 
94 gi 


lales; Paenibacillaceae; 
1968861 1968812 47 
ribosomal RNA, partial sequence 
lales; Bacillales Family X. Incertae S 
1974751 1974702 47 94 gi 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Marinibacillus. 
2060591 2060542 47 94 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Eubacteriaceae; 
2074311 2074262 47 94 gi 
54Pin 16S ribosomal RNA, partial sequ 
acteria; Betaproteobacteria; Burkholde 
2095697 2095648 47 94 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2115442 2115393 47 94 
ibosomal RNA, partial sequence 
lales; Planococcaceae; Planococcus. 
2124545 2124496 47 94 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 
2126101 2126052 47 94 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 


gi 


gi 


gi 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


489970 Bacteria_16S 


strain MMP-4 16S 
Tenericutes; Moll 


1926697 19282 


16S ribosomal RNA, partial sequence 1941853 19433 


1967755 19691 


1973642 19751 


2094597 20961 


2114343 21158 


2123444 21249 


2125001 21265 


2151771 2151706 31 94 gi| 219857634 
ribosomal RNA, partial sequence 2150729 21521 
lphaproteobacteria; Sphingomonadales; Erythrobac 

2192705 2192656 47 94 gi| 219857604 

ribosomal RNA, partial sequence 2191612 21930 
lales; Bacillaceae; Amphibacillus. 

2198757 2198704 43 94 gi|219857600 


2197691 21991 


2204787 2204734 43 94 gi| 219857596 
bosomal RNA, partial sequence 2203720 22051 
icutes; Mycoplasmataceae; Mycoplasma. 

2206286 2206233 43 94 gi| 219857595 
in WR1 16S ribosomal RNA, partial sequence 22052 
utes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

2209314 2209261 43 94 gi| 219857593 
ibosomal RNA, partial sequence 2208244 22096 
icutes; Mycoplasmataceae; Mycoplasma. 

2212341 2212288 43 94 gi|219857591 


1873105 1873052 43 94 gi| 219878286 |ref|NR_025425.1 
S ribosomal RNA, partial sequence 1872026 1873490 Acinetobacter 
ammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacte 
1891613 1891564 47 94 gi|219878270|ref|NR_025409.1 


219878269 
tial seque 
laceae; Ba 
219878253 
19128 
nadales; 
219878252 
nce 19143 
ni 
219878243 


anthomonad 
219878237 
equence 
ria; Burkh 
219878235 
sequence 
ria; Rhizo 


219878233 


219878216 


edis; Ther 
219878212 


219878150 
20595 
Eubacteriu 
219878141 
ence 20732 
riales; Al 
219878125 


219857658 
219857 


652 


219857651 


M 


bacillus. 


ref 
nce 
cillus. 
ref|NR_025392.1 
72 1914310 Acinet 
oraxellaceae; Ac 
ref|NR_025391.1 
61 1915860 Paenib 


NR_025408.1 
189204 


ref |NR_025382.1 
aceae; Ignatzsch 
ref|NR_025376.1 

1935800 193729 
olderiales; Coma 
ref|NR_025374.1 

1938810 194024 
biales; Methylob 


ref|NR_025372.1 
47 Paenibacillus 
ref|NR_025355.1 


mica 
ref 


nus. 
NR_025351.1 


ref|NR_025289.1 
20 2060972 Eubact 
m. 
ref |NR_025280.1 
26 2074709 Castel 
caligenaceae; Ca 
ref|NR_025264.1 


ref|NR_025247.1 


ref |NR_025241.1 


ref |NR_025240.1 


ref|NR_025223.1 
teraceae; Porphy 
ref|NR_025192.1 
37 Amphibacillus 


ref|NR_025188.1 


ref|NR_025184.1 


ref|NR_025183.1 
20 2206668 Mycopl 


ref|NR_025181.1 


ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


Acinetobacter parvus 
parvus Bacteria; 
ri 

Bacillus psychrodurans 


89 Bacillus psychrodurans Bacteria; 


Bacillus 
0 1893527 Bacillus 


Acinetobacter ursingii 
obacter ursingii 
inetobacter. 

Paenibacillus 
acillus azoreducens 


Ignatzschineria larvae 


10 Ignatzschineria larvae Bacteria; 


ineria. 
Comamonas 
7 Comamonas 
monadaceae; Comamonas. 
Methylobacterium 


9 Methylobacterium 
acteriaceae; 


Paenibacillus cookii 
cookii Bacteria; 


Thermicanus aegyptius 


80 Thermicanus aegyptius Bacteria; 


Marinibacillus marinus 


64 Marinibacillus marinus Bacteria; 


Eubacterium sulci 
erium sulci Bacteria; 


Castellaniella 
laniella defragrans 
stellaniella. 

Bacillus hwajinpoensis 


03 Bacillus hwajinpoensis Bacteria; 


Planococcus maritimus 


49 Planococcus maritimus Bacteria; 


Bacillus aquimaris 


50 Bacillus aquimaris Bacteria; 


Bacillus marisflavi 


06 Bacillus marisflavi Bacteria; 


Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Amphibacillus tropicus 
tropicus Bacteria; 


Mycoplasma oxoniensis 


39 Mycoplasma oxoniensis Bacteria; 


Mycoplasma glycophilum 


69 Mycoplasma glycophilum Bacteria; 


Mycoplasma 
asma gallopavonis 


Mycoplasma cynos 


95 Mycoplasma cynos Bacteria; 


ref|NR_025179.1 


Mycoplasma columborale 


2211275 2212723 Mycoplasma columborale Bacteria; 


489970 Bacteria_ 
strain RG-2C 16S 


Tenericutes; Moll 


489970 Bacteria_ 


strain 1340 16S r 
Tenericutes; Moll 


489970 Bacteria_ 


mediterraneus str 
mediterraneus Bac 


Desulfobulbus. 
489970 Bacteria_ 


strain NRRL B-231 
Bacil 


Firmicutes; 
489970 Bacteria_ 


strain DSM43926 1 


489970 Bacteria_ 


subterraneus stra 
Firmicu 


Bacteria; 
489970 Bacteria_ 


strain KCTC 12005 
B 


Proteobacteria; 
489970 Bacteria_ 


denitrificans str 
denitrificans Bac 


489970 Bacteria_ 


strain HRC292 16S 
Tenericutes; Moll 


489970 Bacteria_ 


strain MH5408 16S 
Tenericutes; Moll 


16S 2213841 2213788 43 94 

ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2216839 2216786 43 94 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

16S 2256446 2256397 47 94 gi 


gi 


teria; Proteobacteria; 


16S 2285627 2285578 47 94 gi 


lales; 
16S 


Bacillaceae; Bacillus. 


2309638 2309589 47 94 gi 


16S 2312704 2312655 47 94 gi 


tes; 
16S 


Bacillales; Bacillaceae; 
2315711 2315662 47 94 gi 
16S ribosomal RNA, partial sequence 
16S 2353392 2353343 47 94 gi 
teria; 
16S 


Proteobacteria; 
2370195 2370142 43 94 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
16S 2371706 2371653 43 94 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 


gi 


ain 86FS1 16S ribosomal RNA, partial s 
Deltaproteobact 


54 16S ribosomal RNA, partial sequence 


Stre 
in 34 16S ribosomal RNA, partial seque 
Geobacil 
etaproteobacteria; Burkholderiales; Co: 


ain 123 16S ribosomal RNA, partial seq 
Betaproteobacte 


219857590 


2212774 22142 


219857588 


2215772 22172 


219857562 
equence 
eria; 


219857542 


219857523 


6S ribosomal RNA, partial sequence 2308611 23100 
Actinobacteria; Actinobacteridae; Actinomycetales; 


pt 
219857521 
nce 
lus. 
219857519 


ma: 
219857492 
uence 
ria; 

219857480 


2369126 23705 


219857479 


2370638 23720 


Desu 


22845 


osporang 


23115 


23146 
monadace 


Burkh 


ref|NR_025178.1| Mycoplasma citelli 
23 Mycoplasma citelli Bacteria; 


ref|NR_025176.1| Mycoplasma anatis 
21 Mycoplasma anatis Bacteria; 


ref|NR_025150.1 
2255320 225677 
lfobacterales; D 


Desulfobulbus 
6 Desulfobulbus 
esulfobulbaceae; 


Bacillus sonorensis 
us sonorensis Bacteria; 


ref|NR_025130.1 
30 2285939 Bacill 


ref|NR_025111.1| Nonomuraea turkmeniaca 
58 Nonomuraea turkmeniaca Bacteria; 
ineae; Streptosporangiaceae; Nonomuraea. 
ref|NR_025109.1| Geobacillus 

80 2313074 Geobacillus subterraneus 


ref|NR_025107.1 
34 2316097 Comamo 
ae; Comamonas. 
ref|NR_025080.1 
2352316 235375 
olderiales; Comamonadaceae; Comamonas. 
ref|NR_025068.1| Mycoplasma primatum 
87 Mycoplasma primatum Bacteria; 


Comamonas koreensis 
nas koreensis Bacteria; 


Comamonas 
7 Comamonas 


ref|NR_025067.1| Mycoplasma opalescens 
93 Mycoplasma opalescens Bacteria; 


489970 Bacteria_16S 2376232 2376179 43 94 gi|219857476|ref|NR_025064.1| Mycoplasma iners 
strain PG30 16S ribosomal RNA, partial sequence 2375159 2376625 Mycoplasma iners Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 2382296 2382247 47 94 gi|219857472|ref|NR_025060.1| Bacillus jeotgali 
strain YKJ-10 16S ribosomal RNA, partial sequence 2381197 2382701 Bacillus jeotgali Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 2406593 2406544 47 94 gi| 219857456 |ref|NR_025044.1| Caloramator 
viterbiensis strain JW/MS-VS5 16S ribosomal RNA, partial sequence 2405537 2407016 Caloramator 
viterbiensis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Caloramator. 

489970 Bacteria_16S 2411229 2411180 47 94 gi|219857453|ref|NR_025041.1| Tepidimonas ignava 
strain SPS-1037 16S ribosomal RNA, partial sequence 2410156 2411648 Tepidimonas ignava Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

489970 Bacteria_16S 2426686 2426637 47 94 gi|219857441|ref|NR_025029.1| Viridibacillus neidei 
strain BD-87 16S ribosomal RNA, partial sequence 2425586 2426998 Viridibacillus neidei Bacteria; 
Firmicutes; Bacillales; Planococcaceae; Viridibacillus. 

489970 Bacteria_16S 2432492 2432443 47 94 gi|219857436|ref|NR_025024.1| Paenibacillus 


chinjuensis strain WN9 16S ribosomal RNA, partial sequence 2431410 2432897 Paenibacillus chinjuensis 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

489970 Bacteria_16S 2444690 2444641 47 94 gi|219857423|ref|NR_025011.1| Planomicrobium 
koreense strain JGO7 16S ribosomal RNA, partial sequence 2443592 2445097 Planomicrobium koreense 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

489970 Bacteria_16S 2505024 2504971 43 94 gi|219857379|ref|NR_024967.1| Sporobacterium 
olearium strain SR1 16S ribosomal RNA, partial sequence 2503925 2505435 Sporobacterium olearium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Sporobacterium. 

489970 Bacteria_16S 2546931 2546882 47 94 gi|219857346|ref|NR_024934.1| Hylemonella gracilis 
strain ATCC 19624 16S ribosomal RNA, partial sequence 2545837 2547323 Hylemonella gracilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hylemonella. 

489970 Bacteria_16S 2551490 2551441 47 94 gi|219857343|ref|NR_024931.1| Bacillus subtilis 
subsp. spizizenii strain NRRL B-23049 16S ribosomal RNA, partial sequence 2550394 2551802 Bacillus 
subtilis subsp. spizizenii Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 2559193 2559144 47 94 gi|219857338|ref|NR_024926.1| Eubacterium aggregans 


strain SR12 16S r 


ibosomal RNA, partial sequence 


2558106 25596 


14 Eubacterium aggregans Bacteria; 


Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; Eubacterium. 

489970 Bacteria_16S 2594577 2594526 45 94 gi|219857272|ref|NR_024903.1| Mycobacterium tusciae 
strain FI-25796 16S ribosomal RNA, partial sequence 2593502 2594910 Mycobacterium tusciae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteriaceae; Mycobacterium. 
489970 Bacteria_16S 2622295 2622246 47 94 gi|219857251|ref|NR_024881.1| Planomicrobium 
mcmeekinii strain S23F2 16S ribosomal RNA, partial sequence 2621200 2622680 Planomicrobium mcmeekinii 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

489970 Bacteria_16S 2628445 2628396 47 94 gi|219857246|ref|NR_024876.1| Gracilibacillus 


halotolerans strain NN 16S ribosomal RNA, partial sequence 
Firmicutes; 


Bacteria; 


Bacillales; Bacillaceae; 


26273 


Gracilibacillus. 


22 2628862 Gracilibacillus halotolerans 


489970 Bacteria_16S 


alkanoclasticum s 
alkanoclasticum B 


489970 Bacteria_16S 


campinasensis str 
campinasensis Bac 


489970 Bacteria_16S 


strain VB32 16S r 
Proteobacteria; B 


489970 Bacteria_16S 


strain CMRI H02 1 
Proteobacteria; E 


489970 Bacteria_16S 


subterraneus stra 
Bacteria; Proteob 


489970 Bacteria_16S 
MA001 16S ribosomal RNA, partial sequence 


Bacillales; Bacil 


489970 Bacteria_16S 


strain 15-1 16S r 
Firmicutes; Bacil 


489970 Bacteria_16S 


strain AM31D 16S 
Firmicutes; Bacil 


489970 Bacteria_16S 


nitroreducens str 
nitroreducens Bac 
Diaphorobacter. 


489970 Bacteria_16S 


glycanilyticus st 
glycanilyticus Ba 


489970 Bacteria_16S 


cycloheptanicus s 
cycloheptanicus B 


489970 Bacteria_16S 


koleovorans strai 
Bacteria; Firmicu 


489970 Bacteria_16S 


strain DSM11031 1 
Firmicutes; Bacil 


489970 Bacteria_16S 


strain IFO15566 1 
Firmicutes; Bacil 


489970 Bacteria_16S 


naganoensis strai 
naganoensis Bacte 


489970 Bacteria_16S 


strain IFO15718 1 
Firmicutes; Bacil 


489970 Bacteria_16S 


IFO15715 16S ribo 
Bacillales; Bacil 


ibosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhod 
2672193 2672140 43 94 gi 


Oc 


psilonproteobacteria; Campylobacterale 
2675315 2675266 47 94 gi 
in C55 16S ribosomal RNA, partial sequ 


Ss; 


en 


489970 Bacteria_16S 


strain JCM9070 16 


2882597 2882548 47 94 
S ribosomal RNA, partial sequence 


gi 


2634461 2634412 47 94 gi|219857236|ref|NR_024864.1 
train MAE2 16S ribosomal RNA, partial sequence 2633347 263479 
acteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

2643724 2643675 47 94 gi|219857229|ref|NR_024857.1 
ain 324 16S ribosomal RNA, partial sequence 2642624 264413 
teria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

2652846 2652797 47 94 gi|219857223|ref|NR_024851.1 


2651733 26532 


219857208 
6S ribosomal RNA, partial sequence 2671138 26725 


219857206 


219856870 
2881499 28830 


; Azoarcus. 
ref |NR_024836.1 
55 Helicobacter 
acteraceae; Heli 
ref |NR_024834.1 
15 2675666 Thioba 


yclaceae 


Helicob 


ce 26742 


ref|NR_024689.1 


Planomicrobium 
1 Planomicrobium 


Paenibacillus 
1 Paenibacillus 


Azoarcus indigens 


16 Azoarcus indigens Bacteria; 


Helicobacter ganmani 


ganmani Bacteria; 


cobacter. 
Thiobacter 
cter subterraneus 


acteria; Betaproteobacteria; Thiobacter. 
2699154 2699105 47 94 gi|219857189|ref|NR_024817.1| Bacillus asahii strain 
2698052 2699555 Bacillus asahii Bacteria; Firmicutes; 
laceae; Bacillus. 

2712692 2712643 47 94 gi|219857180|ref|NR_024808.1| Bacillus vietnamensis 
ibosomal RNA, partial sequence 2711598 2712985 Bacillus vietnamensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2726368 2726319 47 94 gi|219857170|ref|NR_024798.1| Bacillus krulwichiae 
ribosomal RNA, partial sequence 2725265 2726771 Bacillus krulwichiae Bacteria; 
lales; Bacillaceae; Bacillus. 

2750038 2749989 47 94 gi|219857154|ref|NR_024782.1| Diaphorobacter 
ain NA10B 16S ribosomal RNA, partial sequence 2748935 2750455 Diaphorobacter 
teria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 

2778838 2778789 47 94 gi|219857131|ref|NR_024759.1| Paenibacillus 
rain DS-1 16S ribosomal RNA, partial sequence 2777747 2779208 Paenibacillus 
cteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

2786319 2786270 47 94 gi|219857126|ref|NR_024754.1| Alicyclobacillus 
train DSM 4006 16S ribosomal RNA, partial sequence 2785219 2786735 Alicyclobacillus 
acteria; Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 

2789454 2789405 47 94 gi|219857124|ref|NR_024752.1| Paenibacillus 
n TB 16S ribosomal RNA, partial sequence 2788365 2789727 Paenibacillus koleovorans 
tes; Bacillales; Paenibacillaceae; Paenibacillus. 

2871590 2871541 47 94 gi| 219856877 |ref|NR_024696.1| Bacillus vallismortis 
6S ribosomal RNA, partial sequence 2870477 2872006 Bacillus vallismortis Bacteria; 
lales; Bacillaceae; Bacillus. 

2873169 2873120 47 94 gi|219856876|ref|NR_024695.1| Bacillus niacini 
6S ribosomal RNA, partial sequence 2872057 2873582 Bacillus niacini Bacteria; 
lales; Bacillaceae; Bacillus. 

2874757 2874708 47 94 gi|219856875|ref|NR_024694.1| Pullulanibacillus 
n ATCC53909 16S ribosomal RNA, partial sequence 2873633 2875172 Pullulanibacillus 
ria; Firmicutes; Bacillales; Pullulanibacillus. 

2876332 2876283 47 94 gi|219856874|ref|NR_024693.1| Bacillus mojavensis 
6S ribosomal RNA, partial sequence 2875223 2876748 Bacillus mojavensis Bacteria; 
lales; Bacillaceae; Bacillus. 

2879480 2879431 47 94 gi|219856872|ref|NR_024691.1| Bacillus flexus strain 
somal RNA, partial sequence 2878366 2879894 Bacillus flexus Bacteria; Firmicutes; 
laceae; Bacillus. 


Bacillus atrophaeus 


13 Bacillus atrophaeus Bacteria; 


Firmicutes; Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 2885626 2885561 31 94 gi|219856866|ref|NR_024685.1| Sphingomonas 
oligophenolica 16S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 

489970 Bacteria_16S 2914491 2914442 47 94 gi| 219856847 |ref|NR_024666.1| Staphylococcus 
delphini strain ATCC 49171 16S ribosomal RNA, partial sequence 2913371 2914863 Staphylococcus 
delphini Bacteria; Firmicutes; Bacillales; Staphylococcus. 

489970 Bacteria_16S 2931105 2931060 31 76 gi|219856836|ref|NR_024655.1| Oceanobacter kriegii 
strain IFO 15467 16S ribosomal RNA, partial sequence 2930007 2931458 Oceanobacter kriegii Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oceanobacter. 

489970 Bacteria_16S 2937132 2937047 11 94 gi|219856832|ref|NR_024651.1| Acidiphilium 
multivorum strain AIU 301 16S ribosomal RNA, complete sequence 2936039 2937489 Acidiphilium 
multivorum Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acidiphilium. 

489970 Bacteria_16S 2967409 2967336 1 74 gi|219846946|ref|NR_026538.1| Dickeya paradisiaca 


strain LMG 2542 16S ribosomal RNA, partial sequence 2966273 2967769 Dickeya paradisiaca Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 


Dicke 


ya. 


489970 Bacteria_16S 2976554 2976505 47 94 gi|219846939|ref|NR_026531.1| Clostridium ultunense 
strain BS 16S ribosomal RNA, partial sequence 2975480 2976925 Clostridium ultunense Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 3005580 3005515 31 94 gi|219846920|ref|NR_026512.1| Methylosinus sporium 


strain NCIMB 11126 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylocystaceae; Methylosinus. 
489970 Bacteria_16S 3054084 3054035 47 94 gi|219846886|ref|NR_026478.1| Formivibrio citricus 
strain CreCitl 16S ribosomal RNA, partial sequence 3052993 3054482 Formivibrio citricus Bacteria; 

Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Formivibrio. 


3004529 3005936 Methylosinus sporium Bacteria; 


489970 Bacteria_16S 
strain 4-87 16S r 
Proteobacteria; 
489970 Bacteria_16S 
propionica strain 


ibosomal RNA, partial sequence 
Gammaproteobacteria; Oceanospirillales; 


U-8 16S ribosomal RNA, partial sequence 


3073572 3073539 43 76 gi| 219846873 


3072467 30738 
3081176 3081103 13 


85 219846868 


30800 


gi 


ref |NR_026465.1 


ref |NR_026460.1 
33 3081558 Desul 


Balneatrix alpica 


61 Balneatrix alpica Bacteria; 
Balneatrix. 


Desulfurella 


furella propionica 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 
489970 Bacteria_16S 3084270 3084221 47 94 gi|219846866|ref|NR_026458.1| Thermoanaerobacter 
sulfurophilus strain L-64 16S ribosomal RNA, partial sequence 3083185 3084666 Thermoanaerobacter 


sulfurophilus Bacteria; 


Thermoanaerobacter. 
489970 Bacteria_16S 


oxalivorans strain RAOx- 


oxalivorans Bacteria; 
489970 Bacteria_16S 


Firmicutes; Clostridia; 
3121750 3121685 31 94 gi 
FS 16S ribosomal RNA, partial s 
Firmicutes; Bacillales; Paenibaci 
3123297 3123232 31 94 gi 


219846841 

equence 

llaceae; 
219846840 


Thermoanaerobacterale 


Aneurinibacillus 


Ss; 


NR_026433.1 
120644 312214 


ref|NR_026432.1 


Thermoanaerobacteraceae; 


Ammoniphilus 
0 Ammoniphilus 
group; Ammoniphilus. 
Ammoniphilus 


oxalaticus strain RAOxl 16S ribosomal RNA, partial sequence 3122191 3123687 Ammoniphilus oxalaticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Aneurinibacillus group; Ammoniphilus. 

489970 Bacteria_16S 3132150 3132085 31 94 gi|219846834|ref|NR_026426.1| Mesorhizobium 
plurifarium strain LMG 11892 16S ribosomal RNA, partial sequence 3131100 3132536 Mesorhizobium 
plurifarium Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

489970 Bacteria_16S 3136660 3136611 47 94 gi|219846831|ref|NR_026423.1| Desulfocapsa 
sulfexigens strain SB164P1 16S ribosomal RNA, partial sequence 3135552 3137033 Desulfocapsa 
sulfexigens Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobulbaceae; 
Desulfocapsa. 

489970 Bacteria_16S 3167058 3167009 47 94 gi|219846810|ref|NR_026402.1| Deinococcus 
radiophilus strain DSM 20551 16S ribosomal RNA, partial sequence 3165996 3167465 Deinococcus 
radiophilus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
489970 Bacteria_16S 3168575 3168526 47 94 gi|219846809|ref|NR_026401.1| Deinococcus 
radiodurans strain DSM 20539 16S ribosomal RNA, partial sequence 3167516 3168981 Deinococcus 
radiodurans Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
489970 Bacteria_16S 3170091 3170042 47 94 gi|219846808|ref|NR_026400.1| Deinococcus 
proteolyticus strain DSM 20540 16S ribosomal RNA, partial sequence 3169032 3170497 Deinococcus 
proteolyticus Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; Deinococcaceae; Deinococcus. 
489970 Bacteria_16S 3197677 3197624 43 94 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
sibiricus strain RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
sibiricus Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sandaracinobacter. 

489970 Bacteria_16S 3199171 3199106 31 94 gi| 219846789 |ref|NR_026381.1| Magnetospirillum 
magnetotacticum strain DSM 3856 16S ribosomal RNA, partial sequence 3198121 3199563 Magnetospirillum 


magnetotacticum Bacteria; Proteobacteria; Alphaproteobacteria; 


Magnetospirillum. 
489970 Bacteria_16S 
lipolytica strain 
Bacteria; Firmicutes; 
489970 Bacteria_16S 


strain NZ35 16S ribosomal RNA, partial sequence 
Clostridia; 


Firmicutes; 
489970 Bacteria_16S 


ATCC19120 16S ribosomal RNA, partial sequence 
Listeriaceae; 


Bacillales; 
489970 Bacteria_16S 
strain DSM 43678 


489970 Bacteria_16S 
pfennigii strain 


Syntrophobacter. 
489970 Bacteria_16S 


aurantia strain ATCC 33046 16S ribosomal RNA, partial sequence 


JW265 16S ribosomal RNA, partial sequence 32342 


16S ribosomal RNA, partial sequence 3249381 32508 
Actinobacteria; Actinobacteridae; Actinomycetales; 


DSM 10092 16S ribosomal RNA, partial sequence 
pfennigii Bacteria; Proteobacteria; Deltaproteobacteria; 


Rh 


3235342 3235293 47 94 gi|219846764 


Clostridia; Clostridiales; 
3241430 3241381 47 94 


Syntrophomonadac 
gi| 219846760 
3240430 32418 

Clostridiales; Clostridiaceae; Thermobrac 

3246083 3246034 47 94 gi| 219846757 

3244997 32464 

Listeria. 


3250431 3250382 47 94 gi| 219846754 


Streptosporang 


3408505 3408456 47 94 gi|219846640 


Syntroph 


3426466 3426381 1 85 gi|219846627 


odospirillales; 


ref|NR_026356.1 
98 3235755 Thermo 
eae; Thermosyntr 
ref|NR_026352.1 


hium. 
ref |NR_026349.1 


ref |NR_026346.1 
ineae; Streptosp 
ref |NR_026232.1 

3407396 340888 
obacterales; Syn 


ref|NR_026219.1 
3425334 342676 


Rhodospirillaceae; 
Thermosyntropha 


syntropha lipolytica 
opha. 


Nonomuraea salmonea 


29 Nonomuraea salmonea Bacteria; 
orangiaceae; Nonomuraea. 


Syntrophobacter 
1 Syntrophobacter 
trophobacteraceae; 


Pseudoalteromonas 
9 Pseudoalteromonas 


aurantia Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 
489970 Bacteria_16S 3437888 3437835 43 94 gi|219846618|ref|NR_026210.1| Acinetobacter 


radioresistens DSM 6976 16S ribosomal RNA, partial sequence 3436803 3438261 Acinetobacter radioresistens 
Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Acinetobacter. 


Thermobrachium celere 
33 Thermobrachium celere Bacteria; 


Listeria grayi strain 
22 Listeria grayi Bacteria; Firmicutes; 


489970 Bacteria_16S 


DSM 2403 16S ribo 
Proteobacteria; G 


489970 Bacteria_16S 


strain DSM 6964 1 
Proteobacteria; G 


489970 Bacteria_16S 


haemolyticus stra 
haemolyticus Bact 
Acinetobacter. 


489970 Bacteria_16S 


baumannii strain 
baumannii Bacteri 


489970 Bacteria_16S 


glomerans strain 
glomerans PW2 Bac 
Coriobacteriaceae 


489970 Bacteria_16S 


pseudalcaliphilus 
pseudalcaliphilus 


489970 Bacteria_16S 


strain DSM 8723 
Firmicutes; Bacil 
489970 Bacteria 
strain DSM 8721 
Firmicutes; Bacil 
489970 Bacteria 
strain DSM 8720 
Firmicutes; Bacil 
489970 Bacteria 
strain DSM 8716 
Firmicutes; Bacil 
489970 Bacteria 
strain DSM 8715 
Firmicutes; Bacil 


489970 Bacteria_16S 


strain IndiB4 16S 


Firmicutes; Clost 


489970 Bacteria_16S 


strain NCIMB 629 


Firmicutes; Bacil 


489970 Bacteria_16S 


strain NCIMB 1493 


Firmicutes; Bacil 


489970 Bacteria_16S 


strain DSM 50071 
Bacteria; Proteob 


489970 Bacteria_16S 


strain MIT 95-170 
Bacteria; Proteob 


489970 Bacteria_16S 


strain IFO 14097 
Actinobacteria; A 


489970 Bacteria_16S 


strain IFO 14525 
Actinobacteria; A 


489970 Bacteria_16S 


strain IFO 14345 
Actinobacteria; A 


489970 Bacteria_16S 


strain 104 16S r 
Actinobacteria; A 


489970 Bacteria_16S 


strain IFO 13155 
Actinobacteria; A 


489970 Bacteria_16S 


strain PG43 16S r 
Tenericutes; Moll 


3439397 3439344 43 94 gi 


somal RNA, partial sequence 3438312 3439771 Aci 


ammaproteobacteria; Pseudomonadales; M 
3440907 3440854 43 94 gi 


6S ribosomal RNA, partial sequence 3439822 344 


ammaproteobacteria; Pseudomonadales; Moraxellace 
3442416 3442363 43 94 gi|219846615 
in DSM 6962 16S ribosomal RNA, complete sequence 
eria; Proteobacteria; Gammaproteobacteria; Pseud 
3443926 3443873 43 94 gi| 219846614 
DSM 30007 16S ribosomal RNA, complete sequence 
a; Proteobacteria; Gammaproteobacteria; Pseudomo 
3497289 3497212 19 94 gi| 219846578 
DSM 20642 16S ribosomal RNA, partial sequence 
teria; Actinobacteria; Coriobacteridae; Coriobac 
; Coriobacterium. 
3535117 3535068 47 94 gi| 219846553 
DSM 8725 16S ribosomal RNA, partial sequence 
Bacteria; Firmicutes; Bacillales; Bacillaceae; 
3536684 3536635 47 94 gi|219846552 
6S ribosomal RNA, partial sequence 3535585 35370 
lales; Bacillaceae; Bacillus. 
16S 3539811 3539762 47 94 gi| 219846550 
6S ribosomal RNA, partial sequence 3538695 35402 
lales; Bacillaceae; Bacillus. 
16S 3541383 3541334 47 94 gi|219846549 
6S ribosomal RNA, complete sequence 3540266 35417 
lales; Bacillaceae; Bacillus. 
16S 3542938 3542889 47 94 gi| 219846548 
6S ribosomal RNA, partial sequence 3541838 35433 
lales; Bacillaceae; Bacillus. 
16S 3544494 3544445 47 94 gi|219846547 
6S ribosomal RNA, complete sequence 3543393 35448 
lales; Bacillaceae; Bacillus. 
3552177 3552128 47 94 gi|219846542 
ribosomal RNA, partial sequence 3551089 35526 
ridia; Clostridiales; Clostridiaceae; Caloramato 
3610088 3610039 47 94 gi|219846499 
16S ribosomal RNA, partial sequence 3608971 36104 
lales; Planococcaceae; Planococcus. 
3611570 3611521 47 94 gi| 219846498 
16S ribosomal RNA, partial sequence 36104 
lales; Planococcaceae; Planococcus. 
3629490 3629437 43 94 gi|219846486 
16S ribosomal RNA, complete sequence 36283 
acteria; Gammaproteobacteria; Pseudomonadales; P 
3635588 3635535 43 94 gi| 219846482 
7 16S ribosomal RNA, partial sequence 36345 
acteria; Epsilonproteobacteria; Campylobacterale 
3736731 3736682 47 94 gi| 219846410 
16S ribosomal RNA, partial sequence 3735706 37371 
ctinobacteridae; Actinomycetales; Streptosporang 
3738191 3738142 47 94 gi|219846409 
16S ribosomal RNA, partial sequence 3737165 37385 
ctinobacteridae; Actinomycetales; Streptosporang 
3739655 3739606 47 94 gi| 219846408 
16S ribosomal RNA, partial sequence 3738628 37400 
ctinobacteridae; Actinomycetales; Streptosporang 
3745513 3745464 47 94 gi| 219846404 
ibosomal RNA, partial sequence 3744485 37458 
ctinobacteridae; Actinomycetales; Streptosporang 
3746972 3746923 47 94 gi|219846403 
16S ribosomal RNA, partial sequence 3745947 37473 
ctinobacteridae; Actinomycetales; Streptosporang 
3756053 3756000 43 94 gi| 219846395 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
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Bacillus agaradhaerens 


agaradhaerens Bacteria; 


Bacillus clarkii 


clarkii Bacteria; 


Bacillus clausii 


clausii Bacteria; 


Bacillus pseudofirmus 


pseudofirmus Bacteria; 


Caloramator indicus 


03 Caloramator indicus Bacteria; 


ry 
ref 


NR_026091.1 


Planococcus kocurii 


00 Planococcus kocurii Bacteria; 


ref 


51 3611882 Plano 


ref 


74 3629910 Pseud 


seud 
ref 


29 3635951 Helic 


S; H 
ref 


NR_026090.1 
Cc 


NR_026078.1 
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omonadaceae; 
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elicobactera 


NR_026001.1 


Planococcus citreus 
occus citreus Bacteria; 


Pseudomonas aeruginosa 

monas aeruginosa 
Pseudomonas. 
Helicobacter rodentium 

bacter rodentium 

ceae; Helicobacter. 
Nonomuraea spiralis 


14 Nonomuraea spiralis Bacteria; 


inea 
ref 


e; Streptosp 
NR_026000.1 


orangiaceae; Nonomuraea. 
Nonomuraea recticatena 


77 Nonomuraea recticatena Bacteria; 


inea 
ref 


e; Streptosp 
NR_025999.1 


orangiaceae; Nonomuraea. 
Nonomuraea polychroma 


40 Nonomuraea polychroma Bacteria; 


inea 
ref 


e; Streptosp 
NR_025995.1 


orangiaceae; Nonomuraea. 
Nonomuraea fastidiosa 


96 Nonomuraea fastidiosa Bacteria; 


inea 
ref 


e; Streptosp 
NR_025994.1 


orangiaceae; Nonomuraea. 
Nonomuraea angiospora 


57 Nonomuraea angiospora Bacteria; 


inea 
ref 


e; Streptosp 
NR_025986.1 


orangiaceae; Nonomuraea. 
Mycoplasma bovirhinis 


34 Mycoplasma bovirhinis Bacteria; 


ref 


NR_025948.1 


Campylobacter 


helveticus strain D5248 16S ribosomal RNA, partial sequence 3807688 3809126 Campylobacter helveticus 
Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; Campylobacter. 


489970 Bacteria_16S 3819562 3819509 43 94 gi|219846350|ref|NR_025941.1| Helicobacter cinaedi 
strain 165 16S ribosomal RNA, partial sequence 3818485 3819957 Helicobacter cinaedi Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 

489970 Bacteria_16S 3828765 3828712 43 94 gi|219846344|ref|NR_025934.1| Cardiobacterium 
hominis strain 6573 16S ribosomal RNA, partial sequence 3827653 3829122 Cardiobacterium hominis 
Bacteria; Proteobacteria; Gammaproteobacteria; Cardiobacteriales; Cardiobacteriaceae; Cardiobacterium. 
489970 Bacteria_16S 3833225 3833176 47 94 gi|219846340|ref|NR_025930.1| Ruminococcus bromii 
strain ATCC 27255 16S ribosomal RNA, partial sequence 3832173 3833552 Ruminococcus bromii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 

489970 Bacteria_16S 3857366 3857313 43 94 gi|219846324|ref|NR_025914.1| Mycoplasma meleagridis 
strain 17529 16S ribosomal RNA, partial sequence 3856288 3857724 Mycoplasma meleagridis Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 3858852 3858799 43 94 gi|219846323|ref|NR_025913.1| Mycoplasma gallinaceum 
strain DD 16S ribosomal RNA, partial sequence 3857775 3859205 Mycoplasma gallinaceum Bacteria; 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 3881866 3881817 47 94 gi|219846308|ref|NR_025898.1| Thermoanaerobacter 
thermocopriae strain JT-3 16S ribosomal RNA, partial sequence 3880766 3882287 Thermoanaerobacter 
thermocopriae Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 

489970 Bacteria_16S 3930949 3930900 47 94 gi|219846274|ref|NR_025864.1| Planomicrobium 
okeanokoites strain IFO 12536 16S ribosomal RNA, partial sequence 3929851 3931322 Planomicrobium 
okeanokoites Bacteria; Firmicutes; Bacillales; Planococcaceae; Planomicrobium. 

489970 Bacteria_16S 3939675 3939610 31 94 gi|219846266|ref|NR_025856.1| Methylobacterium 
extorquens strain TK 0001 16S ribosomal RNA, complete sequence 3938625 3940031 Methylobacterium 
extorquens Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
Methylobacterium. 

489970 Bacteria_16S 3944058 3943973 11 94 gi|219846263|ref|NR_025853.1| Acidiphilium 
organovorum strain TFC 16S ribosomal RNA, partial sequence 3942985 3944397 Acidiphilium organovorum 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acidiphilium. 

489970 Bacteria_16S 3945483 3945434 47 94 gi|219846262|ref|NR_025852.1| Acidocella facilis 


strain PW2 16S ri 


bosomal RNA, partial sequence 


3944448 39458 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
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gi 
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uence 
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54 Acidocella facilis Bacteria; 

raceae; Acidocella. 

ref|NR_025851.1| Acidiphilium cryptum 

17 Acidiphilium cryptum Bacteria; 

raceae; Acidiphilium. 

ref |NR_025843.1| Sporolactobacillus 
3957761 3959244 Sporolactobacillus 

ceae; Sporolactobacillus. 

ref|NR_025842.1| Bacillus firmus strain 

77 Bacillus firmus Bacteria; Firmicutes; 


Phaeospirillum fulvum 

pirillum fulvum 

e; Phaeospirillum. 
Brachymonas 

6 Brachymonas 

monadaceae; Brachymonas. 
Erythrobacter 

9 Erythrobacter 

robacteraceae; 


ref |NR_025836.1 
66 3969766 Phaeos 
Rhodospirillacea 
ref |NR_025834.1 

3971185 397263 
olderiales; Coma 
ref|NR_025817.1 

3996136 399757 
monadales; Eryth 


ref|NR_025806.1| Idiomarina ramblicola 
68 Idiomarina ramblicola Bacteria; 
eae; Idiomarina 
ref|NR_025801.1| Kangiella aquimarina 
81 Kangiella aquimarina Bacteria; 


Erythrobacter 

obacter aquimaris 

ae; Erythrobacter. 
Bacillus fordii strain 
ria; Firmicutes; 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 
ref|NR_025786.1 
lus fordii Bacte 


gi|219846195|ref|NR_025785.1| Bacillus farraginis 
4041510 4042925 Bacillus farraginis Bacteria; 
gi|219846191|ref|NR_025781.1| Planococcus 
sequence 4042976 4044439 Planococcus 
Planococcaceae; Planococcus. 
gi|219846174|ref|NR_025764.1| Aquicella siphonis 


4067035 4068516 Aquicella siphonis Bacteria; 


Proteobacteria; Gammaproteobacteria; Legionellales; Coxiellaceae; Aquicella. 


489970 Bacteria_16S 4081884 4081835 47 94 gi|219846165|ref|NR_025755.1| Tepidimonas aquatica 
strain CLN-1 16S ribosomal RNA, partial sequence 4080799 4082297 Tepidimonas aquatica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Tepidimonas. 

489970 Bacteria_16S 4084940 4084891 47 94 gi|219846163|ref|NR_025753.1]| Methylobacillus 
pratensis strain F31 16S ribosomal RNA, partial sequence 4083873 4085273 Methylobacillus pratensis 
Bacteria; Proteobacteria; Betaproteobacteria; Methylophilales; Methylophilaceae; Methylobacillus. 
489970 Bacteria_16S 4086456 4086407 47 94 gi|219846162|ref|NR_025752.1| Syntrophomonas curvata 
strain GB8-1 16S ribosomal RNA, partial sequence 4085324 4086882 Syntrophomonas curvata Bacteria; 
Firmicutes; Clostridia; Clostridiales; Syntrophomonadaceae; Syntrophomonas. 

489970 Bacteria_16S 4101320 4101271 47 94 gi|219846152|ref|NR_025742.1| Chitinibacter 
tainanensis strain S1 16S ribosomal RNA, complete sequence 4100222 4101735 Chitinibacter tainanensis 
Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales; Neisseriaceae; Chitinibacter. 

489970 Bacteria_16S 4102886 4102837 47 94 gi|219846151|ref|NR_025741.1| Bacillus patagoniensis 
strain PAT 05 16S ribosomal RNA, partial sequence 4101786 4103187 Bacillus patagoniensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 4131687 4131638 47 94 gi|219846126|ref|NR_025716.1| Marinibacillus 
campisalis strain SF-57 16S ribosomal RNA, partial sequence 4130588 4132093 Marinibacillus campisalis 
Bacteria; Firmicutes; Bacillales; Planococcaceae; Marinibacillus. 

489970 Bacteria_16S 4190153 4190104 47 94 gi| 219846083 |ref|NR_025673.1| Schlegelella 
thermodepolymerans strain K14 16S ribosomal RNA, partial sequence 4189049 4190565 Schlegelella 
thermodepolymerans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
Schlegelella. 

489970 Bacteria_16S 4199148 4199099 47 94 gi| 219846076 |ref|NR_025666.1| Paenibacillus 
ehimensis strain KCTC 3748 16S ribosomal RNA, partial sequence 4198059 4199510 Paenibacillus 
ehimensis Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

489970 Bacteria_16S 4206684 4206635 47 94 gi|219846071|ref|NR_025661.1| Thioalkalivibrio 
nitratireducens strain ALEN 2 16S ribosomal RNA, partial sequence 4205616 4207035 Thioalkalivibrio 
nitratireducens Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 

489970 Bacteria_16S 4220459 4220394 31 94 gi|219846061|ref|NR_025651.1| Clostridium 
lactatifermentans strain G17 16S ribosomal RNA, partial sequence 4219342 4220838 Clostridium 
lactatifermentans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
489970 Bacteria_16S 4221996 4221947 47 94 gi|219846060|ref|NR_025650.1| Bacillus macyae strain 
JMM-4 16S ribosomal RNA, partial sequence 4220889 4222400 Bacillus macyae Bacteria; Firmicutes; 
Bacillales; Bacillaceae; Anaerobacillus. 

489970 Bacteria_16S 17605 17557 48 94 gi|265679052|ref|NR_029360.1| Lactobacillus perolens 
strain L532 16S ribosomal RNA, partial sequence 16478 18031 Lactobacillus perolens Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

489970 Bacteria_16S 23769 23721 48 94 gi| 265679048 |ref|NR_029356.1| Clostridium 
orbiscindens strain 265 16S ribosomal RNA, partial sequence 22677 24226 Clostridium orbiscindens 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 25360 25312 48 94 gi| 265679047 |ref|NR_029355.1| Clostridium 
methylpentosum strain R2 16S ribosomal RNA, partial sequence 24277 25711 Clostridium 
methylpentosum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 26829 26781 48 94 gi|265679046|ref|NR_029354.1| Clostridium roseum 
strain 653 16S ribosomal RNA, partial sequence 25762 27159 Clostridium roseum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 40298 40250 48 94 gi| 265679037 |ref|NR_029345.1| Staphylococcus 
condimenti strain F-2 16S ribosomal RNA, complete sequence 39179 40723 Staphylococcus condimenti 
Bacteria; Firmicutes; Bacillales; Staphylococcus. 

489970 Bacteria_16S 52613 52565 48 94 gi| 265679029 |ref|NR_029337.1| Enterococcus asini 
strain AS2 16S ribosomal RNA, partial sequence 51487 53037 Enterococcus asini Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

489970 Bacteria_16S 166574 166526 48 94 gi|265678952|ref|NR_029260.1| Clostridium tetani 
strain NCTC 279 16S ribosomal RNA, partial sequence 165488 166995 Clostridium tetani Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 186327 186279 48 94 gi|265678939|ref|NR_029247.1| Clostridium ramosum 
strain 113-1 16S ribosomal RNA, partial sequence 185230 186748 Clostridium ramosum Bacteria; 
Firmicutes; Erysipelotrichi; Erysipelotrichales; Erysipelotrichaceae. 

489970 Bacteria_16S 187876 187828 48 94 gi|265678938|ref|NR_029246.1| Clostridium 
collagenovorans strain SG 16S ribosomal RNA, partial sequence 186799 188298 Clostridium 
collagenovorans Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 198464 198416 48 94 gi| 265678931 |ref|NR_029239.1| Clostridium 
chartatabidum strain 163 16S ribosomal RNA, partial sequence 197405 198934 Clostridium 
chartatabidum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 207883 207835 48 94 gi|265678924|ref|NR_029232.1| Clostridium 
argentinense strain ATCC 27322 16S ribosomal RNA, partial sequence 206801 208304 Clostridium 
argentinense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 210988 210940 48 94 gi| 265678922 |ref|NR_029230.1| Clostridium 
beijerinckii strain McCoyA 67 16S ribosomal RNA, partial sequence 209908 211410 Clostridium 


beijerinckii Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
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bacillales; Lactobacillaceae; Pediococcus. 

16S 342042 341994 48 94 gi|265678830|ref|NR_029135.1| Hydrogenovibrio 

-110 16S ribosomal RNA, partial sequence 340936 342344 Hydrogenovibrio marinus 

acteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Hydrogenovibrio. 

16S 345019 344971 48 94 gi|265678828|ref|NR_029133.1| Lactobacillus pentosus 

ribosomal RNA, partial sequence 343905 345423 Lactobacillus pentosus Bacteria; 

bacillales; Lactobacillaceae; Lactobacillus. 

16S 346579 346531 48 94 gi| 265678827 |ref|NR_029132.1| Brevibacillus reuszeri 

osomal RNA, partial sequence 345474 346892 Brevibacillus reuszeri Bacteria; 

lales; Paenibacillaceae; Brevibacillus. 

16S 348048 348000 48 94 gi| 265678826 |ref|NR_029131.1| Brevibacillus 

in Logan B4029 16S ribosomal RNA, partial sequence 346943 348361 Brevibacillus 

eria; Firmicutes; Bacillales; Paenibacillaceae; Brevibacillus. 

16S 356840 356747 1 94 gi|265678818|ref|NR_029123.1| Sphingopyxis terrae 

ribosomal RNA, partial sequence 355741 357157 Sphingopyxis terrae Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 

16S 417872 417824 48 94 gi|265678776|ref|NR_029081.1| Tepidibacter 

in DV1184 16S ribosomal RNA, partial sequence 416856 418235 Tepidibacter 

eria; Firmicutes; Clostridia; Clostridiales; Peptostreptococcaceae; Tepidibacter. 

16S 456501 456453 48 94 gi| 265678747 |ref|NR_029052.1| Streptococcus 

train 2-4 16S ribosomal RNA, partial sequence 455417 456926 Streptococcus 

acteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

16S 473163 473115 48 94 gi|265678736|ref|NR_029041.1| Weissella koreensis 


7 Weissella koreensis Bacteria; 


16S 474703 474655 48 94 gi|265678735|ref|NR_029040.1| Enterococcus 
rain JLB-1 16S ribosomal RNA, partial sequence 473588 475066 Enterococcus 
cteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

16S 476240 476192 48 94 gi|265678734|ref|NR_029039.1| Lactobacillus 
GCL 1731 16S ribosomal RNA, partial sequence 475117 476512 Lactobacillus 
ia; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

16S 497708 497660 48 94 gi|265678720|ref|NR_029025.1| Streptococcus 
M512/02/1 16S ribosomal RNA, partial sequence 496622 498127 Streptococcus 
ia; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

16S 508548 508500 48 94 gi|265678713|ref|NR_029018.1| Lactobacillus 
p- torquens strain 30 16S ribosomal RNA, complete sequence 507410 508930 


Lactobacillus coryniformis subsp. torquens Bacteria; Firmicutes; Lactobacillales; 


Lactobacillaceae; 
489970 Bacteria_ 


devriesei strain 


devriesei Bacteri 
489970 Bacteria_ 
strain CS1 16S ri 
Lacto 
489970 Bacteria_ 


Firmicutes; 


Lactobacillus. 
16S 513052 513004 48 94 gi 
CCUG 47156 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
16S 514491 514443 48 94 gi 
bosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 
16S 540437 540389 48 94 


Lactobac 
gi 


265678710 
sequence 


265678709 


513446 51481 


illus. 
265678692 


ococcaceae; 


ref|NR_029015.1 
11957 513395 
; Streptococcus. 
ref|NR_029014.1 


3 Lactobacillus 


uo 


ref |NR_028997.1 


Streptococcus 
Streptococcus 


Lactobacillus rossiae 


rossiae Bacteria; 


Subdoligranulum 


variabile strain BI 114 16S ribosomal RNA, partial sequence 539384 540811 Subdoligranulum variabile 


Bacteria; 


Firmicutes; 


Clostridia; Clostridiales; Rumino 


coccaceae; 


Subdoligranulum. 


489970 Bacteria_ 


nepalensis strain 


16S 541959 541911 48 94 gi 


CW1l 16S ribosomal RNA, partial sequen 


ce 


265678691 
54086 


ref |NR_028996.1 
2 542331 Staph 


Yy 


Staphylococcus 
lococcus nepalensis 


Bacteria; Firmicutes; Bacillales; Staphylococcus. 

489970 Bacteria_16S 551224 551176 48 94 gi| 265678685 |ref|NR_028990.1| Lactobacillus 
versmoldensis strain KU-3 16S ribosomal RNA, partial sequence 550095 551652 Lactobacillus 
versmoldensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

489970 Bacteria_16S 578519 578446 1 76 gi| 265678667 |ref|NR_028972.1| Thalassolituus 
oleivorans strain MIL-1 16S ribosomal RNA, partial sequence 577405 578770 Thalassolituus oleivorans 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Thalassolituus. 

489970 Bacteria_16S 590425 590377 48 94 gi| 265678659 |ref|NR_028964.1| Clostridium colicanis 
strain 3WC2 16S ribosomal RNA, partial sequence 589361 590795 Clostridium colicanis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 595018 594970 48 94 gi| 265678656 |ref|NR_028961.1| Faecalibacterium 
prausnitzii strain ATCC 27768 16S ribosomal RNA, partial sequence 593943 595404 Faecalibacterium 
prausnitzii Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Faecalibacterium. 
489970 Bacteria_16S 611649 611601 48 94 gi|265678644|ref|NR_028949.1| Lactobacillus 
mindensis strain TMW 1.80 16S ribosomal RNA, complete sequence 610536 612079 Lactobacillus 
mindensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

489970 Bacteria_16S 651361 651313 48 94 gi| 265678617 |ref|NR_028922.1| Aerococcus 
urinaehominis strain CCUG 42038b 16S ribosomal RNA, partial sequence 650305 651625 Aerococcus 
urinaehominis Bacteria; Firmicutes; Lactobacillales; Aerococcaceae; Aerococcus. 

489970 Bacteria_16S 652753 652705 48 94 gi|265678615|ref|NR_028920.1] Clostridium uliginosum 
strain CK55 16S ribosomal RNA, partial sequence 651676 653112 Clostridium uliginosum Bacteria; 


Firmicutes; 


pinnipedialis Bac 


489970 Bacteria_16S 
strain CK74 16S r 


Clost 
489970 Bacteria_16S 
pinnipedialis str 


ridia; Clostridiales; Clostridiaceae; Clostridium. 

661760 661712 48 94 gi| 265678608 |ref|NR_028913.1| Jeotgalicoccus 
ain A/G14/99/10 16S ribosomal RNA, partial sequence 660668 662086 Jeotgalicoccus 
teria; Firmicutes; Bacillales; Jeotgalicoccus. 

684360 684312 48 94 gi|265678593|ref|NR_028898.1| Clostridium acidisoli 
ibosomal RNA, partial sequence 683287 684723 Clostridium acidisoli Bacteria; 


Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 685896 685848 48 94 gi| 265678592 |ref|NR_028897.1| Desulfobacterium 
indolicum strain In04 16S ribosomal RNA, partial sequence 684774 686292 Desulfobacterium indolicum 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacterium. 
489970 Bacteria_16S 716015 715922 1 94 gi|265678571|ref|NR_028876.1| Aminobacter aganoensis 
strain TH-3 16S ribosomal RNA, partial sequence 714920 716386 Aminobacter aganoensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Aminobacter. 

489970 Bacteria_16S 776306 776258 48 94 gi|265678529|ref|NR_028833.1| Streptococcus sinensis 
strain HKU4 16S ribosomal RNA, partial sequence 775183 776694 Streptococcus sinensis Bacteria; 
Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

489970 Bacteria_16S 813142 813094 48 94 gi|265678504|ref|NR_028807.1| Thioalkalivibrio 
jannaschii strain ALM2 16S ribosomal RNA, partial sequence 812035 813508 Thioalkalivibrio jannaschii 
Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; Thioalkalivibrio. 
489970 Bacteria_16S 817699 817651 48 94 gi|265678501|ref|NR_028804.1| Selenihalanaerobacter 
shriftii strain DSSE-1 16S ribosomal RNA, partial sequence 816581 817998 Selenihalanaerobacter shriftii 
Bacteria; Firmicutes; Clostridia; Halanaerobiales; Halobacteroidaceae; Selenihalanaerobacter. 

489970 Bacteria_16S 831456 831408 48 94 gi|265678492|ref|NR_028795.1| Enterococcus 
haemoperoxidus strain 440 16S ribosomal RNA, partial sequence 830324 831835 Enterococcus 
haemoperoxidus Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

489970 Bacteria_16S 833007 832959 48 94 gi| 265678491 |ref|NR_028794.1| Enterococcus 
moraviensis strain 330 16S ribosomal RNA, partial sequence 831886 833394 Enterococcus moraviensis 
Bacteria; Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

489970 Bacteria_16S 857081 857033 48 94 gi|265678474|ref|NR_028777.1| Leuconostoc 
gasicomitatum strain TB1-10 16S ribosomal RNA, partial sequence 855982 857475 Leuconostoc 
gasicomitatum LMG 18811 Bacteria; Firmicutes; Lactobacillales; Leuconostoc. 

489970 Bacteria_16S 882757 882662 1 94 gi| 265678456 |ref|NR_028758.1| Catellatospora 
koreensis strain LM042 16S ribosomal RNA, partial sequence 881630 883139 Catellatospora koreensis 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Catellatospora. 

489970 Bacteria_16S 897981 897933 48 94 gi| 265678446 |ref|NR_028748.1| Enterococcus avium 


strain E6844 16S 
Firmicutes; Lacto 


489970 Bacteria_16S 


sibiricum strain 
Bacteria; Proteob 


489970 Bacteria_16S 


intermedius strai 
Bacteria; Firmicu 


489970 Bacteria_16S 


strain LSv21 16S 


Proteobacteria; D 


489970 Bacteria_16S 
oceanense strain ASv26 16S ribosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Enterococ 
901117 901069 48 94 gi 
AL7 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Thiotric 
916565 916517 48 94 gi 
n 1877 16S ribosomal RNA, partial sequ 
tes; Lactobacillales; Streptococcaceae 
922806 922758 48 94 gi 
ribosomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
924377 924329 48 94 gi 


c 


e 
h 


e 


v 


896853 89837 


us. 


265678444 


90001 
ales; Pis 


265678434 


nce 91544 
Streptoc 


265678430 
921679 92319 


Desulfoba 


265678429 
923249 924771 Desulfofrigus oceanense 


Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; 


ref |NR_028746.1 
ciri 
ref |NR_028736.1 
occus; 
ref |NR_028732.1 
8 Desulfofrigus 
cteraceae; 
ref |NR_028731.1 


Desulfobacteraceae; 


3 901506 Thioal 
ckettsiaceae 


5 916988 Strept 
Streptoco 


Desul 


6 Enterococcus avium Bacteria; 


Thioalkalimicrobium 
kalimicrobium sibiricum 
Thioalkalimicrobium. 
Streptococcus 

ococcus intermedius 
ccus anginosus group. 
Desulfofrigus fragile 
fragile Bacteria; 
fofrigus. 

Desulfofrigus 


’ 


Desulfofrigus. 


489970 Bacteria_ 


pseudoavium strai 
pseudoavium Bacte 
489970 Bacteria_16S 


strain FC 097-2 1 


Tenericutes; Moll 
489970 Bacteria_16S 


strain B1333 16S 
Firmicutes; 


Bacteria; 


chilensis strain 
Bacteria; 


strain JB-A2 16S 
Proteobacteria; 


strain 1480D 16S 
Firmicutes; Bacil 


489970 Bacteria_16S 


succinus subsp. s 


Staphylococcus succinus subsp. 
489970 Bacteria_16S 


strain SK3 16S ri 
Firmicutes; Lacto 


489970 Bacteria_16S 


thermophila strai 
Bacteria; Proteob 


489970 Bacteria_16S 


satsumensis strai 
satsumensis Bacte 


489970 Bacteria_16S 


strain M 6 A9 16S 
Firmicutes; Lacto 


489970 Bacteria_16S 


stercorihominis D 
stercorihominis D 


489970 Bacteria_16S 


colihominis DSM 1 
17241 Bacteria; F 


489970 Bacteria_16S 


strain EX-H1 16S 
Aquificae; Aquifi 


489970 Bacteria_16S 


pacificum DSM 126 
DSM 12653 Bacteri 
Carboxydibrachium 


489970 Bacteria_16S 


niigataensis stra 
niigataensis Bact 


489970 Bacteria_16S 


aminovorans strai 
aminovorans Bacte 


489970 Bacteria_16S 


limnophilus strai 
limnophilus Bacte 


489970 Bacteria_16S 


psychrophilus str 
psychrophilus Bac 


489970 Bacteria_16S 


halotolerans stra 
halotolerans Bact 


489970 Bacteria_16S 


Mi268 16S ribosom 
Lactobacillales; 
489970 
subsp. 
subsp. 


equorum st 
equorum Ba 


Lacto 
489970 Bacteria_16S 
kuenenii strain J 
Proteob 
489970 Bacteria_16S 


Proteob 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


Weissella. 
Bacteria_16S 


16S 963003 962955 48 94 gi 
n 47-16 16S ribosomal RNA, partial seq 
ria; Firmicutes; Lactobacillales; Ente 
985859 985811 48 94 gi 
6S ribosomal RNA, 


996821 996773 48 
ribosomal RNA, 
bacillales; 


94 

complete sequence 
Carnobacteriaceae; Granuli 
998389 998341 48 94 gi 
B-Al 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
999901 999853 48 94 gi 
Ch-1 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Thiotric 
1001421 1001373 48 94 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; Pis 
1007457 1007409 47 93 gi 
ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

1019508 1019460 48 94 gi 
uccinus strain AMG-D1 16S ribosomal RN. 


gi 


A, 
succinus Bacteria; 
1021104 1021056 48 94 gi 
bosomal RNA, complete sequence 
bacillales; Streptococcaceae; Streptoc 
1030209 1030161 48 94 gi 
n I78 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Thiotric 
1033295 1033247 48 94 gi 
n NRIC 0604 16S ribosomal RNA, partial 
ria; Firmicutes; Lactobacillales; Lact 
1092298 1092250 48 94 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; Lactobac 
1183032 1182984 48 94 gi 
SM 17244 16S ribosomal RNA, partial se 
SM 17244 Bacteria; Firmicutes; Clostri 
1184526 1184478 48 94 gi 
7241 16S ribosomal RNA, partial sequen 
irmicutes; Clostridia; Clostridiales; 
1192034 1191986 38 85 gi 
ribosomal RNA, partial sequence 
cales; Hydrogenothermaceae; Persephone 
1195152 1195069 13 94 gi 
53 16S ribosomal RNA, partial sequence 
a; Firmicutes; Clostridia; Thermoanaer 


oc 


ne 
ha 


s 
ob 


il 


qu 
di 


ce 
Ru 


11 


ob 
1239023 12389301 94 gi 
in DSM7050 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 
1240539 1240446 1 94 gi 
n DSM7048 16S ribosomal RNA, partial s 
ria; Proteobacteria; Alphaproteobacter 
1255442 1255394 48 94 gi 
n DSM 6472 16S ribosomal RNA, partial 

ria; Firmicutes; Bacillales; Paenibaci 
1285430 1285382 48 94 gi 
ain YKJ-115 16S ribosomal RNA, partial 
teria; Firmicutes; Bacillales; Jeotgal 
1286987 1286939 48 94 gi 
in YKJ-101 16S ribosomal RNA, partial 

eria; Firmicutes; Bacillales; Jeotgali 


se 
ri 


eq 
ia 
se 
T1 
s 


ic 


se 
co 


265678403 
uence 
rococcacea 
265678387 
complete sequence 984769 98628 
icutes; Acholeplasmatales; Acholeplasmataceae; Achol 
265678380 
995703 99724 
catella. 
265678379 
ce 
hales; 
265678378 
ce 
hales; 
265678377 
1000320 10017 
ciricketts 
265678373 
1006359 10077 


265678365 


265678364 


1019984 10214 


265678358 


265678356 


265678315 


1091188 10926 


228717350 


228717037 


228715750 


1190944 11924 


228715634 


219878163 


219878162 


219857194 


219846054 


219846053 


ref|NR_028705.1 
961894 963406 
e; Enterococcus. 
ref|NR_028689.1 
5 Acholeplasma 
eplasma. 


ref|NR_028682.1 


ref|NR_028681.1 
1 998749 Thiomi 
cirickettsiaceae 
ref|NR_028680.1 
0 1000269 Thiomi 
cirickettsiaceae 
ref |NR_028679.1 


99729 
Pis 
99880 


Pis 


iace 
ref 


ae; Thiomicr 
NR_028675.1 


ref 
complete se 
Firmicutes; Bacillales; 
ref|NR_028666.1 
95 Streptococcus 


NR_028667.1 
quence 


cus. 
ref|NR_028660.1 
05 1030582 Thiomi 
cirickettsiaceae 
ref|NR_028658.1 

1032165 103372 
ae; Lactobacillu 
ref |NR_028617.1 
88 Lactobacillus 


e 10291 
les; Pis 


equence 
acillace 


lus. 


ref|NR_027562.1 
181973 118343 
ridiales; Eubact 
ref|NR_027558.1 
85 1184849 Anaero 
aceae; Anaerotru 
ref|NR_027538.1 
06 Persephonella 


R 


ence 
a; Clost 


11834 
minococc 


a. 
ref|NR_027536.1 
29 1195514 Carbox 
s; Thermoanaerob 


11940 
acterale 


ref |NR_025302.1 
1237929 123939 
biales; Phylloba 
ref |NR_025301.1 

1239445 124091 
iales; Phyllobac 
ref |NR_024822.1 

1254345 125584 
revibacillus. 
ref|NR_025644.1 

1284334 128584 


quence 
a; Rhizo 


uence 
Rhizob 


, 


quence 
aceae; B 
equence 
occus. 

ref |NR_025643.1 
quence 1285891 128739 
ccus. 


1288582 1288534 48 94 gi 
al RNA, partial sequence 


1294582 1294534 48 94 gi 
rain PA 231 16S ribosomal RNA, partial 
cteria; Firmicutes; Bacillales; Staphy 


s 
lo 


489970 


Bacteria_16S 
subsp. urealyticus strain MAW 8436 16S ribosomal RNA, partial sequence 
capitis subsp. urealyticus Bacteria; Firmicutes; Bacillales; 


1320419 1320371 48 94 gi 


219846052 
1287447 1289004 Weiss 


228715348 


228715347 


ref 
ella 


NR_025642.1 
soli Bacter 


ref|NR_027520.1 
equence 1293463 129495 


coccus. 


Enterococcus 
Enterococcus 


Acholeplasma vituli 


vituli Bacteria; 


Granulicatella elegans 


0 Granulicatella elegans Bacteria; 


Thiomicrospira 

crospira kuenenii 
Thiomicrospira. 

Thiomicrospira 

crospira chilensis 

; Thiomicrospira. 
Thiomicrospira frisia 


’ 


83 Thiomicrospira frisia Bacteria; 


ospira. 
Bacillus mucilaginosus 


63 Bacillus mucilaginosus Bacteria; 


Staphylococcus 

1018386 1019933 
Staphylococcus. 
Streptococcus gordonii 
gordonii Bacteria; 


Thiomicrospira 
crospira thermophila 
Thiomicrospira. 
Lactobacillus 

0 Lactobacillus 

Ss. 

Lactobacillus algidus 
algidus Bacteria; 


, 


Anaerofustis 

4 Anaerofustis 
eriaceae; Anaerofustis. 
Anaerotruncus 

truncus colihominis DSM 
ncus. 

Persephonella marina 

marina EX-H1 Bacteria; 


Carboxydibrachium 
ydibrachium pacificum 
acteraceae; 


Aminobacter 

4 Aminobacter 
cteriaceae; Aminobacter. 
Aminobacter 

4 Aminobacter 

teriaceae; Aminobacter. 
Brevibacillus 

5 Brevibacillus 


Jeotgalicoccus 
0 Jeotgalicoccus 


Jeotgalicoccus 
6 Jeotgalicoccus 


Weissella soli strain 
ia; Firmicutes; 


Staphylococcus equorum 
6 Staphylococcus equorum 


ref|NR_027519.1 
131930 


Staphylococcus. 


Staphylococcus capitis 
0 1320791 Staphylococcus 


489970 Bacteria_16S 1321961 1321913 48 94 gi|228715346|ref|NR_027518.1| Staphylococcus 
carnosus subsp. carnosus strain 361 16S ribosomal RNA, partial sequence 1320842 1322334 Staphylococcus 
carnosus subsp. carnosus Bacteria; Firmicutes; Bacillales; Staphylococcus. 

489970 Bacteria_16S 1328115 1328067 48 94 gi|219846129|ref|NR_025719.1| Lactobacillus sakei 
subsp. carnosus strain CCUG 34545 16S ribosomal RNA, partial sequence 1326995 1328388 Lactobacillus 
sakei subsp. carnosus Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

489970 Bacteria_16S 1338744 1338693 45 94 gi|228721484|ref|NR_027607.1| Cupriavidus 
metallidurans strain CH34 16S ribosomal RNA, partial sequence 1337638 1339130 Cupriavidus 
metallidurans CH34 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Cupriavidus. 

489970 Bacteria_16S 1357064 1357016 48 94 gi|228720131|ref|NR_027589.1| Clostridium 
cellulovorans strain 743B 16S ribosomal RNA, partial sequence 1356004 1357489 Clostridium 
cellulovorans 743B Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 1382685 1382633 34 85 gi|228717104|ref|NR_027560.1| Idiomarina baltica 
strain 0S145 16S ribosomal RNA, partial sequence 1381574 1383049 Idiomarina baltica 0S145 Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

489970 Bacteria_16S 1434152 1434104 48 94 gi|224581433|ref|NR_027215.1]| Staphylococcus felis 
strain GD521 16S ribosomal RNA, partial sequence 1433051 1434525 Staphylococcus felis Bacteria; 
Firmicutes; Bacillales; Staphylococcus. 

489970 Bacteria_16S 1435677 1435629 48 94 gi|224581431|ref|NR_027213.1| Paenibacillus 
antarcticus strain 20CM 16S ribosomal RNA, partial sequence 1434576 1436085 Paenibacillus antarcticus 
Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 

489970 Bacteria_16S 1478100 1478052 48 94 gi|219878440|ref|NR_025579.1| Lactobacillus spicheri 
strain LTH 5753 16S ribosomal RNA, partial sequence 1476987 1478522 Lactobacillus spicheri Bacteria; 
Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 

489970 Bacteria_16S 1479673 1479625 48 94 gi|219878381|ref|NR_025520.1| Staphylococcus sciuri 
subsp. sciuri strain DSM 20345 16S ribosomal RNA, complete sequence 1478573 1480100 Staphylococcus sciuri 
subsp. sciuri Bacteria; Firmicutes; Bacillales; Staphylococcus. 

489970 Bacteria_16S 1485801 1485708 1 94 gi|219857250|ref|NR_024880.1| Mesorhizobium 
tianshanense strain A-1BS 16S ribosomal RNA, partial sequence 1484704 1486179 Mesorhizobium 
tianshanense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

489970 Bacteria_16S 1509799 1509751 48 94 gi|219846290|ref|NR_025880.1| Lactobacillus 
paracasei subsp. paracasei strain R094 16S ribosomal RNA, partial sequence 1508684 1510205 Lactobacillus 
paracasei subsp. paracasei Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Lactobacillus. 
489970 Bacteria_16S 1515758 1515665 1 94 gi|219878113|ref|NR_025252.1| Mesorhizobium 
septentrionale strain SDW 014 16S ribosomal RNA, partial sequence 1514694 1516108 Mesorhizobium 
septentrionale Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Mesorhizobium. 

489970 Bacteria_16S 1518718 1518670 48 94 gi|219857618|ref|NR_025207.1| Hespellia stercorisuis 
strain PC18 16S ribosomal RNA, partial sequence 1517647 1519115 Hespellia stercorisuis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

489970 Bacteria_16S 1520230 1520182 48 94 gi|219857617|ref|NR_025206.1| Hespellia porcina 
strain PC80 16S ribosomal RNA, partial sequence 1519166 1520614 Hespellia porcina Bacteria; 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Hespellia. 

489970 Bacteria_16S 1546254 1546202 34 85 gi|219857261|ref|NR_024892.1| Idiomarina zobellii 
strain KMM 231 16S ribosomal RNA, partial sequence 1545151 1546614 Idiomarina zobellii Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Idiomarinaceae; Idiomarina. 

489970 Bacteria_16S 1565493 1565445 48 94 gi| 219846059 |ref|NR_025649.1| Leptotrichia 
goodfellowii strain LB57 16S ribosomal RNA, partial sequence 1564412 1565896 Leptotrichia 
goodfellowii DSM 19756 Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Leptotrichia. 

489970 Bacteria_16S 1588389 1588341 48 94 gi|219878486|ref|NR_025625.1| Enterococcus italicus 
strain LMG 21727 16S ribosomal RNA, partial sequence 1587284 1588792 Enterococcus italicus Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

489970 Bacteria_16S 1609908 1609860 48 94 gi|219878470|ref|NR_025609.1| Streptococcus equi 
subsp. ruminatorum strain CECT 5772 16S ribosomal RNA, partial sequence 1608863 1610272 Streptococcus 
equi subsp. ruminatorum Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

489970 Bacteria_16S 1640051 1640003 48 94 gi|219878450|ref|NR_025589.1| Nocardiopsis aegyptia 
strain SNG49 16S ribosomal RNA, partial sequence 1638983 1640469 Nocardiopsis aegyptia Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Nocardiopsaceae; Nocardiopsis. 
489970 Bacteria_16S 1684358 1684310 48 94 gi|219878419|ref|NR_025558.1| Clostridium 
lacusfryxellense strain C/C-an/B1l 16S ribosomal RNA, partial sequence 1683285 1684702 Clostridium 
lacusfryxellense Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 1707317 1707269 48 94 gi|219878403|ref|NR_025542.1| Clostridium diolis 
strain SH1 16S ribosomal RNA, partial sequence 1706248 1707730 Clostridium diolis Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 1737795 1737722 1 76 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 
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489970 Bacteria_16S 2019407 2019324 13 94 gi|219878183|ref|NR_025322.1| Maricaulis salignorans 
strain MCS 18 16S ribosomal RNA, partial sequence 2018337 2019758 Maricaulis salignorans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 

489970 Bacteria_16S 2020879 2020796 13 94 gi|219878182|ref|NR_025321.1| Maricaulis 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 2021230 Maricaulis 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; 
Maricaulis. 

489970 Bacteria_16S 2071259 2071211 48 94 gi|219878143|ref|NR_025282.1| Thermobacillus 
xylanilyticus strain XE 16S ribosomal RNA, complete sequence 2070125 2071678 Thermobacillus 
xylanilyticus Bacteria; Firmicutes; Bacillales; Paenibacillaceae; Thermobacillus. 

489970 Bacteria_16S 2086603 2086551 44 94 gi|219878132|ref|NR_025271.1| Alcanivorax jadensis 
strain T9 16S ribosomal RNA, partial sequence 2085504 2087002 Alcanivorax jadensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Alcanivoracaceae; Alcanivorax. 
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489970 Bacteria_16S 2533928 2533855 1 76 gi|219857355|ref|NR_024943.1| Peredibacter starrii 
strain A3.12 16S ribosomal RNA, partial sequence 2532800 2534256 Peredibacter starrii Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Peredibacter. 

489970 Bacteria_16S 2589907 2589859 48 94 gi|219857275|ref|NR_024906.1| Enterococcus mundtii 
strain ATCC 43186 16S ribosomal RNA, partial sequence 2588800 2590328 Enterococcus mundtii Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

489970 Bacteria_16S 2591486 2591438 48 94 gi|219857274|ref|NR_024905.1| Enterococcus cecorum 
strain ATCC 43198 16S ribosomal RNA, partial sequence 2590379 2591887 Enterococcus cecorum Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

489970 Bacteria_16S 2593060 2593012 48 94 gi|219857273|ref|NR_024904.1| Enterococcus dispar 
strain ATCC 51266 16S ribosomal RNA, partial sequence 2591938 2593451 Enterococcus dispar Bacteria; 
Firmicutes; Lactobacillales; Enterococcaceae; Enterococcus. 

489970 Bacteria_16S 2616156 2616108 48 94 gi|219857255|ref|NR_024886.1| Fusibacter paucivorans 
strain SEBR 4211 16S ribosomal RNA, partial sequence 2615060 2616584 Fusibacter paucivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiales Family XII. Incertae Sedis; Fusibacter. 

489970 Bacteria_16S 2617740 2617692 48 94 gi|219857254|ref|NR_024885.1| Paralactobacillus 
selangorensis strain LMG 17710 16S ribosomal RNA, partial sequence 2616635 2618129 Paralactobacillus 
selangorensis Bacteria; Firmicutes; Lactobacillales; Lactobacillaceae; Paralactobacillus. 

489970 Bacteria_16S 2623828 2623735 1 94 gi|219857249|ref|NR_024879.1| Mesorhizobium amorphae 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorhizobium amorphae 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; Mesorhizobium. 
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ridia; Clostridiales; Clostridiaceae; 
3037287 3037239 48 94 gi 
in DSM 1292 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3038842 3038794 48 94 gi 
ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3041885 3041837 48 94 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
3049540 3049492 48 94 gi 
16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Aerococcaceae; E 
3070610 3070562 48 94 gi 
16S ribosomal RNA, partial sequence 
bacillales; Enterococcaceae; Vagococcu 
3090235 3090187 48 94 gi 
ain M1975/96/1 16S ribosomal RNA, part 
teria; Firmicutes; Lactobacillales; Ca 
3091670 3091622 48 94 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; 
3100701 3100653 48 


el 
cl 
s 


ia 


Ss. 


re 


s. 
ia 


rn 


Ignavigranu 
94 gi 


m. 


caceae; Facklamia. 


3141154 3141106 48 94 gi 


lales Family XI. Incertae Sedis; Gemella 
3150305 3150210 1 94 gi 
DSM 3802 16S ribosomal RNA, partial s 
ia; Proteobacteria; Gammaproteobacteri 
3165550 3165502 48 94 gi 
ribosomal RNA, partial sequence 
bacillales; Lactobacillaceae; 

3171607 3171559 48 94 
6S ribo 


us; Deinococci; Deinococcales; Deinoco 


eq 
a; 


Lactobacil 
gi 


cc 


489970 Bacteria_16S 


strain ATCC 70062 
Firmicutes; Lacto 


3030089 30315 


219846899 
3034695 30361 


219846898 
219846897 
3037737 30392 


219846895 
3040796 30422 


219846889 
219846875 
219846862 
219846861 


3090574 30919 


219846855 
3099595 3101003 Fackl 


219846828 
3140051 3141558 Gemel 


219846822 
219846812 
3164429 31659 


219846807 
somal RNA, partial sequence 3170548 31720 


otrichaceae. 


ref|NR_026491.1 
ostridium. 
ref |NR_026490.1 

3036217 303768 
stridiaceae; Clo 
ref |NR_026489.1 


equence 
les; Clo 


ref |NR_026487.1 


ref|NR_026481.1 
3048454 3049838 Eremoc 
mococcus. 
ref |NR_026467.1 
3069511 3070973 Vagoco 
ref |NR_026454.1 
ce 3089141 309052 
aceae; Granulica 
ref |NR_026453.1 
90 Ignavigranum 


1 sequen 
obacteri 


ref 
amia 


NR_026447.1 
ignava Bact 


ref 
lab 


NR_026420.1 
ergeri Bacte 
ref|NR_026414.1 
149167 315062 
iales; Chromatia 
ref|NR_026404.1 
45 Lactobacillus 


Ww 


uence 
Chromat 


lus. 


ref|NR_026399.1 


aceae; Deinococcus. 


3180679 3180631 48 94 gi 
8 16S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 


2 


19846801 


77 Clostridium cocleatum Bacteria; 


Clostridium disporicum 


66 Clostridium disporicum Bacteria; 


Clostridium 
6 Clostridium 
stridium. 

Vagococcus fluvialis 


05 Vagococcus fluvialis Bacteria; 


Facklamia languida 


68 Facklamia languida Bacteria; 


Eremococcus coleocola 
occus coleocola 


Vagococcus lutrae 
ccus lutrae Bacteria; 


Granulicatella 
3 Granulicatella 
tella. 
Ignavigranum ruoffiae 


ruoffiae Bacteria; 


Facklamia ignava ATCC 
eria; Firmicutes; 


Gemella bergeri strain 
ria; Firmicutes; 


Thiolamprovum 

5 Thiolamprovum 

ceae; Thiolamprovum. 
Lactobacillus kunkeei 
kunkeei Bacteria; 


Deinococcus grandis 


14 Deinococcus grandis Bacteria; 


ref |NR_026393.1 
3179583 3181087 Fackla 


Facklamia hominis 
mia hominis Bacteria; 


489970 Bacteria_16S 
kroppenstedtii st 


kroppenstedtii DS 


Corynebacteriacea 
489970 Bacteria_16S 


strain DSM 10022 
Firmicutes; 
Firmicutes; 


strain DSM 10365 
Firmicutes; 


ruminis strain DS 
Bacteria; 


strain DSM 5351 1 
Firmicutes; Bacil 


489970 Bacteria_16S 


aurantiaca DSM 43 
Bacteria; Actinob 
Micromonospora. 


489970 Bacteria_16S 


rubra strain ATCC 
Bacteria; Proteob 
Pseudoalteromonas 


489970 Bacteria_16S 


strain DZZM 328 1 


Corynebacterium. 


489970 Bacteria_16S 


strain ATCC 33530 
Bacteria; Teneric 


489970 Bacteria_16S 


strain DSM 6736 1 
Firmicutes; Clost 


489970 Bacteria_16S 


DSM 316 16S ribos 
Clostridia; Clost 


489970 Bacteria_16S 


strain DSM 286 16 
Firmicutes; Clost 


489970 Bacteria_16S 


paraputrificum st 
paraputrificum Ba 


489970 Bacteria_16S 


thermopalmarium s 
thermopalmarium B 


489970 Bacteria_16S 


strain BL 70/20 1 
Firmicutes; Clost 


489970 Bacteria_16S 


szegediense strai 
Bacteria; Proteob 


489970 Bacteria_16S 


strain VKM-14L 16 
Proteobacteria; G 


489970 Bacteria_16S 


strain LK6 16S ri 
Proteobacteria; G 


489970 Bacteria_16S 


halophilum strain 
halophilum Bacter 


489970 Bacteria_16S 


strain Pasteur II 
Firmicutes; Clost 


489970 Bacteria_16S 
halophilus strain DSM 6132 16S ribosomal RNA, partial sequence 


Clost 
489970 Bacteria_16S 
DSM 10228 16S rib 
Clost 
489970 Bacteria_16S 


Clost 
489970 Bacteria_16S 


Firmicu 
489970 Bacteria_16S 


osomal RNA, partial sequence 
ridia; Clostridiales; 
3286729 3286681 48 


Clostridiaceae; Cl 


94 gi 
ridia; Clostridiales; Clostridiaceae; Cl 
3297440 3297392 48 94 gi 
M 9787 16S ribosomal RNA, partial sequ 
tes; Clostridia; Clostridiales; Lachno 
3303577 3303529 48 94 gi 
6S ribosomal RNA, 
lales; Salinicoccus. 

3346047 3345975 24 94 gi 
813 16S ribosomal RNA, partial sequenc 
acteria; Actinobacteridae; Actinomycet 


e 
al 


3420511 3420459 34 85 gi 
29570 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 


en 
na 


3436483 3436432 45 94 gi 


ne 
3519948 3519900 48 94 gi 
16S ribosomal RNA, partial sequence 


utes; Mollicutes; Mycoplasmataceae; My 
3529091 3529043 48 94 gi 


co 


ridia; Clostridiales; cl 
3532118 3532070 48 
omal RNA, partial sequence 
ridiales; Clostridiaceae; Sarcina. 
3533564 3533516 48 94 

S ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
3550645 3550597 48 94 gi 
rain ATCC 25780 16S ribosomal RNA, par 
cteria; Firmicutes; Clostridia; Clostr 
3583959 3583911 48 94 gi 
train BVP 16S ribosomal RNA, partial s 
acteria; Firmicutes; Clostridia; Clost 
3593250 3593202 48 94 gi 


Clostridiaceae; 
94 gi 


gi 
Sa 


ti 
id 


eq 
ri 


ridia; Clostridiales; Clostridiaceae; Cl 
3649318 3649266 44 94 gi 
n OR2 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Methyloc 
3650857 3650805 44 94 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Methylococcales; M 
3652398 3652346 44 94 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Methylococcales; M 
3653928 3653880 48 94 gi 
SEBR 3139 16S ribosomal RNA, partial 

ia; Firmicutes; Clostridia; Clostridia 
3711509 3711461 48 94 gi 
I 16S ribosomal RNA, partial sequence 

ridia; Clostridiales; Clostridiaceae; 


ne 
oc 


et 


et 


se 


le 


cl 


3264433 32658 


219846730 
16S ribosomal RNA, partial sequence 3285670 32871 


219846723 
en 
Sp 
219846719 
complete sequence 3302462 33040 


219846687 


219846631 


219846619 
6S ribosomal RNA, partial sequence 3435424 34367 
Actinobacteria; Actinobacteridae; Actinomycetales; Cory 
219846563 
219846557 
6S ribosomal RNA, partial sequence 3528019 35294 


219846555 
3531057 3532455 Sarci 


219846554 
3532506 35339 


219846543 
219846520 
219846513 
6S ribosomal RNA, partial sequence 3592199 35936 
219846472 
219846471 


3649747 36512 


219846470 
3651286 36527 


219846469 


219846429 


ostridium. 


ref |NR_026322.1 
ostridium. 
ref |NR_026315.1 
73 3297834 Pseudo 
Pseudobutyrivib 
ref |NR_026311.1 
04 Salinicoccus 


ce 32963 
iraceae; 


ref|NR_026279.1 
50 3346425 Microm 
omonosporineae; 


33449 
es; Micr 
ref |NR_026223.1 
18 3420843 Pseudo 
seudoalteromonad 


ce 34194 
dales; P 


ref|NR_026211.1 


bacterineae; Corynebacte 
ref|NR_026155.1 
3518849 3520338 Mycopl 
plasma. 
ref|NR_026149.1 
ostridium. 
ref|NR_026147.1 
na maxima Bacter 
ref |NR_026146.1 
rcina. 
NR_026135.1 
354957 


ridiaceae; C 


al seque 
iales; C 


uence 
diales; tridiac 


NR_026105.1 


Clos 
ref 


ostridium. 
ref|NR_026064.1 
e 3648206 3649696 Methyl 
cales; Methylococcaceae; 
ref |NR_026063.1 
35 Methylocaldum 
aceae; Methyloca 
ref|NR_026062.1 
76 Methylocaldum 
aceae; Methyloca 
ref|NR_026061.1 

3652827 365435 
coccaceae; Desul 
ref|NR_026020.1 
25 3711931 Clostr 


m. 


hylococe 


hylococe 


quence 
s; Pepto 


37104 
ostridiu 


3718950 3718902 48 94 gi 


219846424 


3200696 3200645 45 94 gi| 219846788 |ref|NR_026380.1| Corynebacterium 
rain CCUG 35717 16S ribosomal RNA, partial sequence 3199614 3201013 Corynebacterium 
M 44385 Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
e; Corynebacterium. 

3230725 3230677 48 94 gi| 219846767 |ref|NR_026359.1| Peptoniphilus ivorii 
16S ribosomal RNA, partial sequence 3229651 3231130 Peptoniphilus ivorii Bacteria; 
ridia; Clostridiales; Clostridiales Family XI. Incertae Sedis; Peptoniphilus. 

3265494 3265446 48 94 gi|219846744|ref|NR_026336.1| Clostridium vincentii 


96 Clostridium vincentii Bacteria; 


Clostridium pascui 


40 Clostridium pascui Bacteria; 


Pseudobutyrivibrio 
butyrivibrio ruminis 
rio. 

Salinicoccus roseus 


roseus Bacteria; 


Micromonospora 
onospora aurantiaca 
Micromonosporaceae; 


Pseudoalteromonas 
alteromonas rubra 


aceae; 


Corynebacterium auris 


52 Corynebacterium auris Bacteria; 


riaceae; 


Mycoplasma genitalium 
asma genitalium 


Clostridium quinii 


95 Clostridium quinii Bacteria; 


Sarcina maxima strain 
ia; Firmicutes; 


Sarcina ventriculi 


66 Sarcina ventriculi Bacteria; 


Clostridium 

2 3551038 Clostridium 

lostridium. 
Clostridium 

5 Clostridium 

Clostridium. 

Clostridium puniceum 


66 Clostridium puniceum Bacteria; 


Methylocaldum 
ocaldum szegediense 

Methylocaldum. 

Methylocaldum gracile 
gracile Bacteria; 
ldum. 

Methylocaldum tepidum 
tepidum Bacteria; 
ldum. 

Desulfotomaculum 
2 Desulfotomaculum 
fotomaculum. 

Clostridium septicum 
idium septicum Bacteria; 


ref |NR_026015.1 
3717841 371934 


Halothiobacillus 
4 Halothiobacillus 


halophilus Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Halothiobacillaceae; 


Halothiobacillus. 


489970 Bacteria_16S 


strain 2585 16S ribosomal RNA, 
Clostridia; 


Firmicutes; 
489970 Bacteria_16S 


Isley 16S ribosomal RNA, partial sequence 
lasmataceae; Mycoplasma. 


Mollicutes; Mycop 
489970 Bacteria_16S 


fibrisolvens strain ATCC 19171 16S ribosomal RNA, partial 
Clostridia 


fibrisolvens Bacteria; 


3720479 3720431 48 94 
Clostridiales; 


3757555 3757507 48 94 


3763687 3763635 44 94 


complete sequence 
Clostridiaceae; 


gi| 219846422 


gi| 219846394 


3756485 3757942 Mycop 


gi| 219846390 


3719395 37209 
Clostridium. 


sequenc 


489970 Bacteria_ 


strain PG8 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 


489970 Bacteria_ 


strain 19L 16S ribosomal RNA, partial sequence 
Tenericutes; Moll 


489970 Bacteria_ 


strain UPM-Ca7 16 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


489970 Bacteria_ 


hydrothermalis strain R3 16S ribosomal RNA, partial seq 


Halothiobacillus. 
489970 Bacteria_ 


Firmicutes; 
489970 Bacteria_ 


Bacteria; 
489970 Bacteria_ 


hydrothermalis Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; 

16S 3830256 3830208 48 94 gi| 219846342 |ref|NR_025932.1 
ATCC 35205 16S ribosomal RNA, partial sequence 3829173 38306 

Clostridiales; Heliobacteriaceae; Heliobacterium. 

16S 3831794 3831746 48 94 gi| 219846341 |ref|NR_025931.1 

flavefaciens strain C94 16S ribosomal RNA, partial sequence 38307 
Clostridia; Clostridiales; Ruminococcaceae; Ruminococcus. 
16S 3834682 3834634 48 94 gi|219846339|ref|NR_025929.1 


strain 7 16S ribo 


Clostridia; 
489970 Bacteria_ 
pelophila strain 
Bacteria; 


489970 Bacteria_16S 
ribosomal RNA, partial sequence 


strain AW 25 16S 
Firmicutes; Bacil 


489970 Bacteria_16S 


strain Td-21 16S 
Proteobacteria; 


strain 4229 16S r 
Tenericutes; Moll 


strain 2917B 16S 
Firmicutes; Bacil 


strain ATCC 10379 
Bacteria; 


strain F9251 16S 


amylolyticus stra 


amylolyticus Bacteria; 
489970 Bacteria_16S 


adiacens strain G 
adiacens Bacteria 


489970 Bacteria_16S 


Clostridia; 


Firmicutes; 


Firmicutes; Clostridia; 


16S 3790616 3790568 48 94 


gi 


16S 3792152 3792104 48 94 gi 


16S 3801231 3801138 1 94 


S ribosomal RNA, partial sequence 


gi 


16S 3816509 3816461 48 94 gi 


ob 


les; 


somal RNA, partial sequence 3833603 3835009 Ruminococcus albus 7 


Acholeplasma. 
219846369 
3791066 37925 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
219846362 
3800153 38015 
acteriaceae; 
219846352 
uence 


lales; Staphylococcus. 


3855867 3855816 45 


ribosomal RNA, partial sequence 
Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
489970 Bacteria_16S 


3860336 3860288 48 


94 


ibosomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 
489970 Bacteria_16S 


3872557 3872509 48 


ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
489970 Bacteria_16S 


3874144 3874096 48 


16S ribosomal RNA, partial sequence 

Firmicutes; Bacillales; Bacillales Family XI. 
489970 Bacteria_16S 
ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartone 
489970 Bacteria_16S 


3894309 3894216 1 


3904953 3904905 48 


3844228 38456 


gi|219846325 
3854781 38562 


ref|NR_026013.1 


ref|NR_025985.1 


ref |NR_025981.1 
e 3762598 376407 


ref|NR_025961.1 
15 Acholeplasma 


ref|NR_025960.1 
55 Acholeplasma 


ref|NR_025953.1 
75 Mesorhizobium 


ref |NR_025943.1 
3815400 381690 


ref 


lasma alvi Bacteria; 


NR_025915.1 
37 Azoarcus tolulyticus Bacteria; 


Clostridium chauvoei 


01 Clostridium chauvoei Bacteria; 


Mycoplasma alvi strain 
Tenericutes; 


Butyrivibrio 
4 Butyrivibrio 


Lachnospiraceae; Butyrivibrio. 
219846370 
3789540 37910 
icutes; Acholeplasmatales; Acholeplasmataceae; 


Acholeplasma laidlawii 


laidlawii Bacteria; 


Acholeplasma oculi 


oculi Bacteria; 


Mesorhizobium ciceri 
ciceri Bacteria; 


Mesorhizobium. 


Halothiobacillus 
3 Halothiobacillus 


Halothiobacillaceae; 


Heliobacterium chlorum 


84 Heliobacterium chlorum Bacteria; 


Ruminococcus 


35 3832122 Ruminococcus flavefaciens 


Ruminococcus albus 
Bacteria; Firmicutes; 


Clostridiales; Ruminococcaceae; Ruminococcus. 
16S 3839208 3839160 48 94 gi|219846336|ref|NR_025926.1| Thiomicrospira 
4B 16S ribosomal RNA, partial sequence 3838114 3839581 Thiomicrospira pelophila 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Piscirickettsiaceae; Thiomicrospira. 
3845327 3845279 48 94 gi|219846332|ref|NR_025922.1| Staphylococcus warneri 


97 Staphylococcus warneri Bacteria; 


Azoarcus tolulyticus 


Azoarcus. 
94 gi|219846322|ref|NR_025912.1| Mycoplasma imitans 
3859256 3860694 Mycoplasma imitans Bacteria; 
94 gi|219846314|ref|NR_025904.1| Gemella morbillorum 
3871442 3872977 Gemella morbillorum Bacteria; 
Incertae Sedis; Gemella. 
94 gi|219846313|ref|NR_025903.1| Gemella haemolysans 
3873028 3874564 Gemella haemolysans ATCC 10379 
Incertae Sedis; Gemella. 
94 gi|219846299|ref|NR_025889.1| Bartonella elizabethae 
3893217 3894682 Bartonella elizabethae Bacteria; 
llaceae; Bartonella. 
94 gi|219846292|ref|NR_025882.1| Paenibacillus 


in NRRL NRS-290 16S ribosomal RNA, partial sequence 390383 
Firmicutes; Bacillales; Paenibacillaceae; Paenibacillus. 
3932490 3932442 48 94 gi|219846272|ref|NR_025862.1 

IFU 12706 16S ribosomal RNA, complete sequence 3931373 393277 

; Firmicutes; Lactobacillales; Carnobacteriaceae; Granulicatella 
3935300 3935252 48 94 gi|219846270|ref|NR_025860.1 


strain Karp 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Ric 
489970 Bacteria_16S 


maritimus strain 
Bacteria; 


strain 50-1 BON 1 
Firmicutes; 
Mahella. 


489970 Bacteria_16S 


Clostridia; 


4057515 4057463 44 


4077179 4077131 48 


94 


TF-17 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 
489970 Bacteria_16S 


94 


3934247 39357 


219846182 
40564 


gi 


gi| 219846168 


6S ribosomal RNA, partial sequence 4076074 40776 


4107408 4107360 48 


Thermoanaerobacterales; 


94 


strain PS-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 


Thermoanaerobacte 


219846148 


gi 


kettsiaceae; 


ref 
29 4057918 Micro 


Alteromonadaceae 
NR_025758.1 
04 Mahella australiensis Bacteria; 
s Family IV. 


ref 


rale 


ref 


NR_025738.1 


b 
; 


4 3905341 Paenibacillus 


Granulicatella 
8 Granulicatella 


Orientia tsutsugamushi 


05 Orientia tsutsugamushi Bacteria; 
Rickettsieae; 
NR_025772.1 


Orientia. 
Microbulbifer 
ulbifer maritimus 
Microbulbifer. 
Mahella australiensis 


Incertae Sedis; 


Acholeplasma pleciae 


4106362 4107818 Acholeplasma pleciae Bacteria; 


489970 Bacteria_16S 


strain 1843-02 16 
Firmicutes; 


nitratireducens s 
nitratireducens B 


489970 Bacteria_16S 


thalassicus strai 
thalassicus Bacte 


489970 Bacteria_16S 


strain P43/6/78 1 
Spirochaetes; Spi 


489970 Bacteria_16S 


strain ATCC 29799 
Bacteria; Bactero 


489970 Bacteria_16S 
DSM 5352 16S ribosomal RNA, partial sequence 
Salinicoccus. 


hispanicus strain 
hispanicus Bacter 


489970 Bacteria_16S 


marimammalium str 
marimammalium Bac 


489970 Bacteria_16S 


strain R18 16S ri 


strain M6 16S rib 


Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 


strain V2 16S rib 


Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 
strain icterohaemorrhagiae RGA 16S ribosomal RNA, partial sequenc 
Spirochaetales; Leptospiraceae; 


Bacteria; Spiroch 


489970 Bacteria_16S 


strain IS 123 16S 


asaccharolytica s 
asaccharolytica B 
Sphingomonas. 


489970 Bacteria_16S 


asaccharolytica s 
asaccharolytica B 
Pseudonocardiacea 


489970 Bacteria_16S 


strain DM-2 16S r 
Proteobacteria; D 


489970 Bacteria_16S 
aurantiacus strain Ra 333 16S ribosomal RNA, partial sequence 


Lactobacillales; 
489970 Bacteria_16S 
train Met 79 16S ribosomal RNA, partial 
Clostridia; 


4171821 4171773 48 


4173343 4173295 48 


acteria; Firmicutes; 
4184054 4184006 48 


Firmicutes; 
4188621 4188561 36 


ria; 


Firmicutes; 
4243020 4242972 48 


ia; 


teria; Firmicutes; 


5634 5587 49 


7095 7048 
osomal RNA, partial 


49 


8553 8506 
osomal RNA, partial 


49 


16064 16017 49 


aetes; 


63189 63142 49 


67727 67680 49 


73816 73769 49 


Pseudonocardia. 
114758 114727 45 


e; 


eltaproteobacteria; 
148092 148045 49 


Clostridia; 


Bacillales; 


94 


S ribosomal RNA, partial sequence 


Enterococcaceae; Vagococcus. 


94 


94 


n SC 562 16S ribosomal RNA, partial sequence 
Clostridiales; 


94 


6S ribosomal RNA, partial sequence 4187537 41889 


94 


ain M54/01/1 16S ribosomal RNA, partial sequence 
Lactobacillales; 


94 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 


Rhizobiales; 


94 


sequence 
Rhizobiales; 


94 


sequence 
Rhizobiales; 


94 


94 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
489970 Bacteria_16S 
train Y-345 16S ribosomal RNA, partial 
acteria; Proteobacteria; Alphaproteobacteria; 


94 


94 


train 580 16S ribosomal RNA, partial sequence 
acteria; Actinobacteria; Actinobacteridae; 


76 


ibosomal RNA, partial sequence 
Syntrophobacterales; 


94 


gi|219846099 
4170715 41722 


219846098 
sequence 
Clostridiales; 

gi| 219846088 


gi 


Pept 


gi|219846084 


gi| 219846040 
Streptococca 
gi| 265679060 
4584 5982 
Bartonellaceae; 
gi| 265679059 
6033 7437 
Bartonellaceae; 
gi| 265679058 
7488 8910 
Bartonellaceae; 
gi| 265679053 


Leptospir 
gi| 265679022 
62180 63541 
R 
265679019 
sequence 
Sp 


gi 


gi| 265679015 


Actin 


gi| 265678986 
113641 11518 
Syntrop 


gi| 265678964 


aurantiacus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomyc 


Kineosporiaceae; 


489970 Bacteria_16S 
strain W6 16S ribosomal RNA, partial sequence 
Clostridia; 
489970 Bacteria_16S 
intestinale strain Catt39 16S ribosomal RNA, partial sequence 
intestinale Bacteria; 
489970 Bacteria_16S 
kaustophilus strain BD 53 16S ribosomal RNA, partial sequence 
kaustophilus Bacteria; 
489970 Bacteria_16S 


Firmicutes; 


strain Benl104 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
489970 Bacteria_16S 
kaplicensis strain Benl01 16S ribosomal RNA, partial sequence 


Kineococcus. 


151164 151113 45 94 gi 
Clostridiales; Clostridiaceae; 
161942 161895 48 93 gi 


Firmicutes; Clostridia; 


220295 220248 49 94 gi 
Firmicutes; Bacillales; 
252353 252306 49 94 


ribosomal RNA, partial sequence 


gi 


253828 253781 49 94 gi 


kaplicensis Bacteria; Proteobacteria; Alphaproteobacteria 


Amaricoccus. 


489970 Bacteria_16S 


259851 259757 1 94 gi 


265678962 
150066 15156 
Clostridiu 
265678955 


Clostridiales; 
265678916 


Bacillaceae; 
265678894 
251300 25272 
hodobacter 
265678893 


’ 


265678889 


Clos 


Geoba 


Rhodob 


a. 


re 


re 


re 


re 


mM. 


re 


re 


re 


re 


re 


ref 
27 Vagococcus carniphilus Bacteria; 


ref 


4 


rs 


4223876 422538 


ref 
4241925 424342 
ceae; 
ref 


172278 417374 
Eubacteriaceae; 
ref 
183005 418440 
ostreptococcaceae; Tepidibacter. 
ref 
98 Brachyspira pilosicoli Bacteria; 


NR_025689.1 


NR_025688.1 


NR_025678.1 


NR_025674.1 


NR_025630.1 


Streptococ 
NR_029368.1 


Vagococcus carniphilus 


Garciella 
8 Garciella 
Garciella. 
Tepidibacter 
8 Tepidibacter 


Brachyspira pilosicoli 


rochaetales; Brachyspiraceae; Brachyspira. 
4193225 4193177 48 94 gi|219846080|ref|NR_025670.1| Bacteroides capillosus 
16S ribosomal RNA, partial sequence 4192139 4193621 Bacteroides capillosus 
idetes; Bacteroidia; Bacteroidales; Bacteroidaceae; Bacteroides. 
4224974 4224926 48 94 gi| 219846055 |ref|NR_025645.1| Salinicoccus 


3 Salinicoccus 


Streptococcus 
4 Streptococcus 
cus. 
Bartonella doshiae 


Bartonella doshiae Bacteria; 


Bar 
ref 


tonella. 
NR_029367.1 


Bartonella taylorii 


Bartonella taylorii Bacteria; 


Bar 
ref 


tonella. 
NR_029366.1 


Bartonella grahamii 


Bartonella grahamii Bacteria; 


Bar 
ref 
e 15032 


ref 


tonella. 
NR_029361.1 
16427 


NR_029330.1 


Leptospira interrogans 
Leptospira interrogans 


Rhizobium sullae 


Rhizobium sullae Bacteria; 


hizo 
ref 
66694 
hing 


£ 


72731 
omyc 


f 


£ 
1 


etal 


£ 


£ 


160899 162283 
trid 


£ 
2 


£ 


£ 


252777 254201 
acte 


f 


lacuscaerulensis strain ITI-1157 16S ribosomal RNA, partial sequence 
lacuscaerulensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Ruegeria. 


19184 220608 
cill 


bium/Agrobac 
NR_029327.1 
68135 
omonadales; 


NR_029323.1 
74244 
etales; Pseu 
NR_029294.1 
ae; Syntroph 
NR_029272.1 
47044 14846 


es; Kineospo 


NR_029270.1 


NR_029263.1 


iaceae; Clos 
NR_029224.1 


us. 
NR_029202.1 


e; Amaricocc 
NR_029201.1 


rales; Rhodo 


0 


terium group; Rhizobium. 
Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Pseudonocardia 
Pseudonocardia 


donocardineae; 


Syntrophus buswellii 


9 Syntrophus buswellii Bacteria; 
hace 


us. 
Kineococcus 
Kineococcus 
riineae; 


Clostridium litorale 


6 Clostridium litorale Bacteria; 


Clostridium 
Clostridium 
tridium. 

Geobacillus 
Geobacillus 


Amaricoccus macauensis 


6 Amaricoccus macauensis Bacteria; 
acea 


us. 
Amaricoccus 
Amaricoccus 
bacteraceae; 


NR_029197.1 
258782 


Ruegeria 
260120 Ruegeria 


489970 Bacteria_16S 261180 261133 49 94 gi| 265678887 |ref|NR_029195.1| Rhizobium hainanense 
strain I66 16S ribosomal RNA, partial sequence 260171 261540 Rhizobium hainanense Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
489970 Bacteria_16S 265755 265708 49 94 gi| 265678883 |ref|NR_029189.1| Kutzneria viridogrisea 
strain MCRL 0044 16S ribosomal RNA, partial sequence 264725 266134 Kutzneria viridogrisea Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Kutzneria. 
489970 Bacteria_16S 268755 268708 49 94 gi| 265678881 |ref|NR_029187.1| Actinomadura cremea 
subsp. rifamycini strain INA 1349 16S ribosomal RNA, partial sequence 267723 269132 Actinomadura 
cremea subsp. rifamycini Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Streptosporangineae; Thermomonosporaceae; Actinomadura. 
489970 Bacteria_16S 273272 273225 49 94 gi| 265678878 |ref|NR_029184.1| Rhizobium etli strain 
CFN 42 16S ribosomal RNA, partial sequence 272240 273697 Rhizobium etli Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
489970 Bacteria_16S 283978 283883 1 94 gi|265678871|ref|NR_029177.1| Desulfobacter 
vibrioformis strain B54 16S ribosomal RNA, complete sequence 282818 284333 Desulfobacter 
vibrioformis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
Desulfobacter. 
489970 Bacteria_16S 293143 293101 34 76 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 
Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 
489970 Bacteria_16S 296135 296088 49 94 gi| 265678863 |ref|NR_029169.1| Helicobacter mustelae 
strain R85-13-6 16S ribosomal RNA, partial sequence 295056 296536 Helicobacter mustelae Bacteria; 
Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Helicobacter. 
489970 Bacteria_16S 306710 306663 49 94 gi| 265678856 |ref|NR_029162.1| Neorickettsia risticii 
strain Illinois 16S ribosomal RNA, partial sequence 305640 307137 Neorickettsia risticii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Anaplasmataceae; Neorickettsia. 
489970 Bacteria_16S 311347 311272 1 76 gi|265678853|ref|NR_029159.1| Borrelia japonica 
strain HO14 16S ribosomal RNA, partial sequence 310195 311687 Borrelia japonica Bacteria; 
Spirochaetes; Spirochaetales; Spirochaetaceae; Borrelia; Borrelia burgdorferi group. 
489970 Bacteria_16S 315849 315802 49 94 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 
489970 Bacteria_16S 317313 317266 49 94 gi| 265678849 |ref|NR_029154.1| Rickettsia akari 
strain MK (Kaplan) 16S ribosomal RNA, partial sequence 316282 317695 Rickettsia akari Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 
489970 Bacteria_16S 318804 318757 49 94 gi| 265678848 |ref|NR_029153.1| Bartonella vinsonii 
subsp. berkhoffii strain 93-C01 16S ribosomal RNA, partial sequence 317746 319177 Bartonella vinsonii 
subsp. berkhoffii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
489970 Bacteria_16S 326547 326496 12 63 gi| 265678843 |ref|NR_029148.1| Prevotella veroralis 
strain ATCC 33779 16S ribosomal RNA, partial sequence 325398 326875 Prevotella veroralis Bacteria; 
Bacteroidetes; Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
489970 Bacteria_16S 337406 337359 49 94 gi| 265678833 |ref|NR_029138.1| Parascardovia 
denticolens strain B 3028 16S ribosomal RNA, partial sequence 336318 337835 Parascardovia 
denticolens Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; 
Parascardovia. 
489970 Bacteria_16S 338970 338923 49 94 gi|265678832|ref|NR_029137.1| Bifidobacterium 
saeculare strain RA161 16S ribosomal RNA, partial sequence 337886 339399 Bifidobacterium saeculare 
Bacteria; Actinobacteria; Actinobacteridae; Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium. 
489970 Bacteria_16S 343454 343407 49 94 gi| 265678829 |ref|NR_029134.1| Cryptosporangium 
japonicum strain YU 636-3 16S ribosomal RNA, partial sequence 342395 343854 Cryptosporangium 
japonicum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; Cryptosporangiaceae; 
Cryptosporangium. 
489970 Bacteria_16S 352395 352348 49 94 gi| 265678823 |ref|NR_029128.1| Rhodobium orientis 
strain MB312 16S ribosomal RNA, partial sequence 351363 352770 Rhodobium orientis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Rhodobium. 
489970 Bacteria_16S 355314 355267 49 94 gi|265678820|ref|NR_029125.1| Rhodoplanes elegans 
strain AS130 16S ribosomal RNA, partial sequence 354284 355690 Rhodoplanes elegans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
489970 Bacteria_16S 364269 364222 49 94 gi|265678812|ref|NR_029117.1| Phenylobacterium 
lituiforme strain FaiI3 16S ribosomal RNA, partial sequence 363264 364685 Phenylobacterium lituiforme 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Phenylobacterium. 
489970 Bacteria_16S 371705 371658 49 94 gi| 265678807 |ref|NR_029112.1| Pseudovibrio 
denitrificans strain DN34 16S ribosomal RNA, partial sequence 370665 372098 Pseudovibrio 
denitrificans Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Pseudovibrio. 
489970 Bacteria_16S 373203 373156 49 94 gi| 265678806 |ref|NR_029111.1] Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 


phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingomonas. 


Sphingomonadales; S 


phingomonadaceae; 


489970 Bacteria_16S 382350 382303 49 94 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

489970 Bacteria_16S 405401 405354 49 94 gi| 265678785 |ref|NR_029090.1| Actinomadura meyerae 
strain A288 16S ribosomal RNA, partial sequence 404351 405830 Actinomadura meyerae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

489970 Bacteria_16S 408588 408513 1 76 gi| 265678783 |ref|NR_029088.1| Thermovibrio 
ammonificans strain HB-1 16S ribosomal RNA, partial sequence 407444 408915 Thermovibrio 
ammonificans Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Thermovibrio. 

489970 Bacteria_16S 420925 420830 1 94 gi|265678774|ref|NR_029079.1| Brevibacterium 
antiquum strain VKM Ac-2118 16S ribosomal RNA, partial sequence 419777 421277 Brevibacterium 
antiquum Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Brevibacteriaceae; 
Brevibacterium. 

489970 Bacteria_16S 427172 427077 1 94 gi|265678770|ref|NR_029075.1| Nesterenkonia 
xinjiangensis strain YIM70097 16S ribosomal RNA, partial sequence 426041 427535 Nesterenkonia 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Nesterenkonia. 

489970 Bacteria_16S 431718 431671 49 94 gi| 265678767 |ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

489970 Bacteria_16S 439524 439477 49 94 gi|265678762|ref|NR_029067.1| Fulvimarina pelagi 
strain HTCC2506 16S ribosomal RNA, partial sequence 438478 439919 Fulvimarina pelagi Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Aurantimonadaceae; Fulvimarina. 

489970 Bacteria_16S 447177 447130 49 94 gi| 265678757 |ref|NR_029062.1| Roseomonas cervicalis 
strain E7107 16S ribosomal RNA, partial sequence 446125 447603 Roseomonas cervicalis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

489970 Bacteria_16S 448709 448662 49 94 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

489970 Bacteria_16S 450240 450193 49 94 gi| 265678755 |ref|NR_029060.1| Saccharothrix 
xinjiangensis strain AS 4.1731 16S ribosomal RNA, partial sequence 449186 450615 Saccharothrix 
xinjiangensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

489970 Bacteria_16S 469968 469921 49 94 gi| 265678738 |ref|NR_029043.1| Actinomadura latina 
strain A10 16S ribosomal RNA, partial sequence 468944 470395 Actinomadura latina Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

489970 Bacteria_16S 496179 496132 49 94 gi|265678721|ref|NR_029026.1| Arthrobacter 
gangotriensis strain LzlY 16S ribosomal RNA, partial sequence 495118 496571 Arthrobacter 
gangotriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Micrococcaceae; Arthrobacter. 

489970 Bacteria_16S 543537 543463 1 76 gi|265678690|ref|NR_028995.1| Deferribacter abyssi 
strain JR 16S ribosomal RNA, partial sequence 542382 543900 Deferribacter abyssi Bacteria; 
Deferribacteres; Deferribacterales; Deferribacteraceae; Deferribacter. 

489970 Bacteria_16S 561876 561829 49 94 gi| 265678678 |ref|NR_028983.1| Roseomonas 
ludipueritiae strain 170-96 16S ribosomal RNA, partial sequence 560822 562307 Roseomonas 
ludipueritiae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

489970 Bacteria_16S 667840 667793 49 94 gi|265678604|ref|NR_028909.1| Gluconacetobacter 
entanii strain LTH4560 16S ribosomal RNA, partial sequence 666786 668269 Gluconacetobacter entanii 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Gluconacetobacter. 
489970 Bacteria_16S 675385 675338 49 94 gi|265678599|ref|NR_028904.1| Dermatophilus chelonae 
strain W16 16S ribosomal RNA, partial sequence 674316 675810 Dermatophilus chelonae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermatophilaceae; Dermatophilus. 
489970 Bacteria_16S 677034 676952 13 94 gi| 265678598 |ref|NR_028903.1| Anaerobaculum mobile 
strain NGA 16S ribosomal RNA, partial sequence 675861 677456 Anaerobaculum mobile Bacteria; 
Synergistetes; Synergistia; Synergistales; Synergistaceae; Anaerobaculum. 

489970 Bacteria_16S 678558 678511 49 94 gi| 265678597 |ref|NR_028902.1| Ochrobactrum tritici 
strain SCII24 16S ribosomal RNA, partial sequence 677507 678904 Ochrobactrum tritici Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 

489970 Bacteria_16S 680003 679956 49 94 gi| 265678596 |ref|NR_028901.1| Ochrobactrum 
grignonense strain OgA9a 16S ribosomal RNA, partial sequence 678955 680426 Ochrobactrum 
grignonense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Ochrobactrum. 
489970 Bacteria_16S 698148 698101 49 94 gi|265678584|ref|NR_028889.1| Brevundimonas 
aurantiaca strain CB-R 16S ribosomal RNA, partial sequence 697118 698533 Brevundimonas aurantiaca 
Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Brevundimonas. 

489970 Bacteria_16S 720668 720621 49 94 gi| 265678568 |ref|NR_028872.1| Asticcacaulis 


biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; 


Asticcacaulis. 


719632 721036 Asticcacaulis 


489970 Bacteria_ 


strain 19glyl 16S ribosomal RNA, partial sequence 
Clostridia; 
489970 Bacteria_16S 


Firmicutes; 


strain MDA5527 16 


Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 
strain J1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 
strain Pull 5.3 16S ribosomal RNA, complete sequence 790537 79204 
Proteobacteria; Gammaproteobacteria; Alteromonadales; P 
489970 Bacteria_16S 


strain CCBAU 7190 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 
489970 Bacteria_16S 
strain MOL361 16S 
Firmicutes; Erysi 
489970 Bacteria_16S 
34635 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
489970 Bacteria_16S 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacter 
489970 Bacteria_16S 


subsp. pomaceae s 


subsp. pomaceae B 


Zymomonas. 


489970 Bacteria_16S 
subsp. mobilis st 
mobilis subsp. mo 
Sphingomonadaceae 
489970 Bacteria_16S 
strain U 16S ribo 


Bacillales; Bacil 


489970 Bacteria_16S 


strain AMX51 16S 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 
489970 Bacteria_16S 
halorespirans str 


halorespirans Bac 
Sulfurospirillum. 


489970 Bacteria_16S 
azotocaptans stra 
azotocaptans Bact 
Gluconacetobacter 
489970 Bacteria_16S 
strain AS4.0578 16S ribosomal RNA, partial sequence 877138 87856 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
489970 Bacteria_16S 


strain NRRL B-161 
Bacteria; Actinob 
Lentzea. 


489970 Bacteria_16S 


aerocolonigenes s 
aerocolonigenes B 
Actinosynnematace 


489970 Bacteria_16S 


pretiosum subsp. 


16S 726926 726879 49 94 gi 
Clostridiales; Veillonellaceae; 
742099 742052 49 94 gi 
S ribosomal RNA, partial sequence 
Rhodospirillales; 
768490 768443 49 94 gi 
Rhizobiales; 


13 76 


Hypho: 


791681 791618 gi 


794624 794577 49 94 gi 
B 16S ribosomal RNA, partial sequence 


799294 799243 45 94 
ribosomal RNA, partial sequence 

pelotrichi; Erysipelotrichales; Erysip 

825266 825219 49 94 gi 


gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
826768 826721 49 94 gi 


ia; Rhizobiales; Bradyrhizobiaceae; Bo 
834501 834454 49 94 gi 
train Barker I 16S ribosomal RNA, part 
acteria; Proteobacteria; Alphaproteoba 


836003 835956 49 94 gi 
rain ATCC 10988 16S ribosomal RNA, par 
bilis Bacteria; Proteobacteria; Alphap 
Zymomonas. 

840565 840518 49 94 
somal RNA, partial sequence 839468 
laceae; Geobacillus. 

843525 843478 49 94 
ribosomal RNA, partial sequence 


v 


gi 


gi 


866277 866230 49 94 gi 
ain PCE-M2 16S ribosomal RNA, partial 
teria; Proteobacteria; Epsilonproteoba 


872349 872302 49 94 gi 
in CFN-Ca54 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacte 


878200 878153 49 94 gi 


881207 881160 49 94 gi 
37 16S ribosomal RNA, partial sequence 
acteria; Actinobacteridae; Actinomycet 


913410 913363 49 94 gi 
train NRRL B-3298 16S ribosomal RNA, p 
acteria; Actinobacteria; Actinobacteri 
ae; Lechevalieria. 

914968 914921 49 94 gi 
pretiosum strain C-15003 16S ribosomal 


725825 72731 


741046 74252 


767437 76891 


798207 79971 


824212 825662 Bosea 


825713 827158 Bosea 


265678564 


Succinisp 
265678553 


Acetobacte 
265678534 


microbiace 
265678518 


sychromona 
265678516 

79361 
biaceae; R 
265678513 


elotrichac 
265678496 


sea. 
265678495 


sea. 
265678490 
ial sequen 


ref|NR_028868.1 
9 Succinispira 
ira. 
ref|NR_028857.1 
race 
ref 


ae; Roseomon 
NR_028838.1 


ae; Devosia. 
ref |NR_028821.1 
3  Psychromonas 
daceae; Psychro 
ref |NR_028819.1 
1 794989 Rhizob 
hizobium/Agrobac 
ref |NR_028816.1 
4 Turicibacter 
eae; Turicibacte 
ref|NR_028799.1 
vestrisii Bacte 


ref 
ene 


NR_028798.1 
ae Bacteria 


’ 


ref |NR_028793.1 
ce 833445 834896 


Succinispira mobilis 


mobilis Bacteria; 


Roseomonas mucosa 


7 Roseomonas mucosa Bacteria; 


as. 
Devosia neptuniae 


4 Devosia neptuniae Bacteria; 


Psychromonas arctica 


arctica Bacteria; 
monas. 


Rhizobium loessense 
ium loessense Bacteria; 
terium group; Rhizobium. 
Turicibacter sanguinis 


sanguinis Bacteria; 


r. 
Bosea vestrisii strain 
ria; Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Zymomonas mobilis 
Zymomonas mobilis 


Actinosynnema pretiosum subsp. pretiosum Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


489970 Bacteria_16S 
psychrophila stra 


psychrophila Bact 
Desulfotalea. 


489970 Bacteria_16S 


salicylatoxidans 
salicylatoxidans 
Pseudaminobacter. 


489970 Bacteria_16S 


strain SH22623 16 


Pseudonocardineae; Actinosynnemataceae 
927478 927427 45 94 gi 
in LSv54 16S ribosomal RNA, partial se 
eria; Proteobacteria; Deltaproteobacte 
956799 956752 49 94 gi 
strain BN12 16S ribosomal RNA, partial 
Bacteria; Proteobacteria; Alphaproteob 


1025676 1025629 49 94 
S ribosomal RNA, partial sequence 


gi 


cteria; Sphingomonadales; Sphingomonadaceae; 
265678489|ref|NR_028792.1| Zymomonas mobilis 
tial sequence 834947 836398 Zymomonas 
roteobacteria; Sphingomonadales; 
265678486 |ref|NR_028789.1| Geobacillus uzenensis 
840930 Geobacillus uzenensis Bacteria; Firmicutes; 
265678484 |ref|NR_028787.1| Bosea minatitlanensis 
842468 843949 Bosea minatitlanensis Bacteria; 
rhizobiaceae; Bosea. 
265678468|ref|NR_028771.1| Sulfurospirillum 
sequence 865186 866674 Sulfurospirillum 
cteria; Campylobacterales; Campylobacteraceae; 
265678464|ref|NR_028767.1| Gluconacetobacter 
sequence 871314 872760 Gluconacetobacter 
ria; Rhodospirillales; Acetobacteraceae; 
265678460|ref|NR_028763.1| Lentzea flaviverrucosa 
3 Lentzea flaviverrucosa Bacteria; 
donocardineae; Actinosynnemataceae; Lentzea. 
265678458|ref|NR_028760.1| Lentzea californiensis 
880129 881579 Lentzea californiensis 
ales; Pseudonocardineae; Actinosynnemataceae; 
265678436 |ref|NR_028738.1| Lechevalieria 
artial sequence 912332 913840 Lechevalieria 
dae; Actinomycetales; Pseudonocardineae; 
265678435|ref|NR_028737.1| Actinosynnema 
RNA, partial sequence 913891 915394 
; Actinosynnema. 
265678427 |ref|NR_028729.1| Desulfotalea 
quence 926361 927852 Desulfotalea 
ria; Desulfobacterales; Desulfobulbaceae; 
265678408|ref|NR_028710.1| Pseudaminobacter 
sequence 955748 957207 Pseudaminobacter 
acteria; Rhizobiales; Phyllobacteriaceae; 
265678361|ref|NR_028663.1| Rhizobium yanglingense 


1024681 1026037 Rhizobium yanglingense Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 


489970 Bacteria_16S 


auratinigra strai 
auratinigra Bacte 
Micromonosporacea 


489970 Bacteria_16S 


strain LK2-10 16S 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


Micromonospora. 


489970 Bacteria_16S 


desulfuricans str 
desulfuricans Bac 


489970 Bacteria_16S 


primoryensis stra 
primoryensis Bact 


489970 Bacteria_16S 


yabuuchiae strain 
Bacteria; Proteob 


489970 Bacteria_16S 


strain W1-2B 16S 


Proteobacteria; Alphaproteobacteria 
489970 Bacteria_16S 


strain DAPP-PG 22 


Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 


strain Y 16S ribo 
Alphaproteobacter 


489970 Bacteria_16S 


strain R 16S ribo 


fever group. 


489970 Bacteria_16S 


witflariensis str 
witflariensis Bac 
Sphingopyxis. 


489970 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


489970 Bacteria_16S 


DSM 12563 16S rib 
Bacteria; Spiroch 


489970 Bacteria_16S 


mitsuokai DSM 158 
15897 Bacteria; F 


489970 Bacteria_16S 


strain Cal06 16S 
Actinobacteria; A 


489970 Bacteria_16S 


schoenbuchensis s 
schoenbuchensis B 


489970 Bacteria_16S 


temperatum strain 
temperatum Bacter 


489970 Bacteria_16S 


subsp. tolerans s 
facile subsp. tol 
Hyphomicrobium. 


489970 Bacteria_16S 


subsp. ureaphilum 
facile subsp. ure 
Hyphomicrobium. 


489970 Bacteria_16S 


kristjanssonii 17 
kristjanssonii 17 
Family III. Incer 


489970 Bacteria_16S 


obscurus DSM 4316 
43160 Bacteria; A 
Geodermatophilus. 


489970 Bacteria_16S 


1031711 1031664 49 94 gi 
n TT1-11 16S ribosomal RNA, partial se 
ria; Actinobacteria; Actinobacteridae; 
e; Micromonospora. 

1048631 1048584 49 94 
ribosomal RNA, partial sequence 


gi 


1059286 1059212 1 76 gi 
ain SSM1 16S ribosomal RNA, partial se 
teria; Deferribacteres; Deferribactera 
1065393 1065318 1 76 gi 
in KMM 3633 16S ribosomal RNA, partial 
eria; Proteobacteria; Gammaproteobacte 
1068259 1068212 49 94 gi 
Al-18 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; 

1069758 1069711 49 94 
ribosomal RNA, partial sequence 
; Caulobacterales; C 
1078562 1078515 49 94 gi 
4 16S ribosomal RNA, partial sequence 
Sphingomonadales; 
1084539 1084492 49 94 gi 


gi. 


ia; Sphingomonadales; 


1130015 1129968 49 


Sphingomonadacea 
94 gi 


e; 


1142132 1142085 49 
ain W-5 
teria; 


94 gi 
0 16S ribosomal RNA, partial se 
Proteobacteria; Alphaproteobact 


1143653 1143606 49 
in C6-1 
eria; P 


94 gi 
9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


1178479 1178432 49 

osomal RNA, partial sequence 
aetes; Spirochaetales; Brachyspiraceae 
1207275 1207224 45 94 gi 
97 16S ribosomal RNA, partial sequence 
irmicutes; Erysipelotrichi; Erysipelot 
1217755 1217708 49 94 gi 
ribosomal RNA, partial sequence 
ctinobacteridae; Actinomycetales; Micr 
1232884 1232837 49 94 gi 
train Rl 16S ribosomal RNA, partial se 
acteria; Proteobacteria; Alphaproteoba 
1243481 1243434 49 94 gi 
SDW 018 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
1309623 1309576 49 94 gi 
train IFAM I-551 16S ribosomal RNA, pa 
erans Bacteria; Proteobacteria; Alphap 


94 gi 


v 


a; 


1311096 1311049 49 94 gi 
strain IFAM CO-582 16S ribosomal RNA, 
aphilum Bacteria; Proteobacteria; Alph 


1325098 1325003 1 94 gi 
7R1B strain 16S ribosomal RNA, partial 
7R1B Bacteria; Firmicutes; Clostridia; 
tae Sedis; Caldicellulosiruptor. 

1344929 1344882 49 94 gi 
0 16S ribosomal RNA, partial sequence 
ctinobacteria; Actinobacteridae; Actin 


1353988 1353941 49 94 gi 


265678357 
quence 
Actinomyc 


265678346 
1047573 10490 
omonospori 


265678338 
quence 
les; 
265678334 
sequence 
ria; 
265678332 
ence 10672 
Sphingomonadales; 
265678331 
1068707 10701 
aulobacter 
265678324 


Defer 


Ocean 


10775 


Sphingomon 
265678320 
somal RNA, partial sequence 1083512 1084952 Sphin 


Sphingo 


253680770 
somal RNA, partial sequence 1128958 1130397 Ricke 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
253680762 
quence 
eria; 


Sphi 


253680761 
quence 
ria; 


Rhodo 


228718030 
1177428 11788 


Brachysp 


228715354 


12061 


richales; 

219878473 
1216681 12181 
ococcineae 
219878271 
quence 
cteria; 
219878114 
quence 


Rh 


Rhizobi 


228721488 
rtial sequ 
roteobacte 


228721487 
partial s 
aproteobac 


219878140 
sequence 


Thermoana 


228721038 


13438 


omycetales 


228720330 


diazotrophicus strain PAl 5 16S ribosomal RNA, partial sequence 
diazotrophicus PAl 5 Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 


Gluconacetobacter 


ref|NR_028659.1 
1030633 103211 
etales; Micromon 


ref|NR_028648.1 


neae; Micromonos 
NR_028640.1 
7 
cteraceae; D 
NR_028636.1 

1064282 106570 
ospirillales; Ma 
ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028633.1 
33 Brevundimonas 
aceae; 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref |NR_028622.1 
gobium amiense B 
bium. 
ref|NR_028018.1 
ttsia rickettsii 


e; Rickettsieae; 


ref|NR_028010.1 
1141076 114255 
ngomonadales; Sp 


ref|NR_028009.1 

1142608 114408 
bacterales; Rhod 
ref|NR_027570.1 
ira. 
ref|NR_027526.1 
79 1207663 Cateni 
Erysipelotrichac 
ref|NR_025612.1 
48 Arthrobacter 
; Micrococcaceae 
ref|NR_025410.1 

1231844 123328 
izobiales; Barto 
ref|NR_025253.1 

1242462 124386 
ales; Phyllobact 
ref|NR_027611.1 
ence 130859 
ria; Rhizobiales 


ref 
eque 
teri 


NR_027610.1 
nce 131006 
a; Rhizobial 


ref|NR_025279.1 
1323941 132544 
erobacterales; T 


ref|NR_027601.1 
50 1345331 Geoder 
Frankineae; Ge 


, 


Micromonospora 
4 Micromonospora 
osporineae; 


Micromonospora eburnea 


49 Micromonospora eburnea Bacteria; 


poraceae; 


Deferribacter 
3 Deferribacter 
eferribacter. 
Marinomonas 
0 Marinomonas 
rinomonas. 
Sphingomonas 
omonas yabuuchiae 
e; Sphingomonas. 
Brevundimonas nasdae 
nasdae Bacteria; 


Brevundimonas. 


Sphingomonas melonis 
omonas melonis Bacteria; 
monas. 

Sphingobium amiense 
acteria; Proteobacteria; 


Rickettsia rickettsii 

Bacteria; 

Rickettsia; spotted 
Sphingopyxis 

7 Sphingopyxis 

hingomonadaceae; 


Pannonibacter 
2 Pannonibacter 


obacteraceae; 


Brachyspira murdochii 


68 Brachyspira murdochii DSM 12563 


Catenibacterium 
bacterium mitsuokai DSM 
eae; Catenibacterium. 
Arthrobacter bergerei 


bergerei Bacteria; 


; Arthrobacter. 

Bartonella 

9 Bartonella 

nellaceae; Bartonella. 
Mesorhizobium 

4 Mesorhizobium 

eriaceae; Mesorhizobium. 
Hyphomicrobium facile 

6 1310018 Hyphomicrobium 

Hyphomicrobiaceae; 


v 


Hyphomicrobium facile 
9 1311491 Hyphomicrobium 
es; Hyphomicrobiaceae; 


Caldicellulosiruptor 
8 Caldicellulosiruptor 
hermoanaerobacterales 


Geodermatophilus 
matophilus obscurus DSM 
odermatophilaceae; 


ref|NR_027591.1 
1352934 135441 


Gluconacetobacter 
8 Gluconacetobacter 


489970 Bacteria_16S 


magneticus strain 
Bacteria; Proteob 


489970 Bacteria_16S 


bermudensis HTCC2 
HTCC2503 Bacteria 


489970 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


489970 Bacteria_16S 
strain ATCC 33790 16S ribosomal RNA, p 


chlorophenolicum 
chlorophenolicum 
Sphingobium. 


489970 Bacteria_16S 


strain B-10-31 16 
Proteobacteria; 


strain S-3 16S ri 


Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 


psychrophenolicus 
psychrophenolicus 


G 
489970 Bacteria_16S 


1369095 1369064 45 
RS-1 16S ribosomal RNA, 


76 gi 
complete sequ 


1391591 1391544 49 94 gi 
503 16S ribosomal RNA, partial sequenc 
Proteobacteria; Alphaproteobacteria; 
1400636 1400589 49 94 gi 
RNA, partial sequence 
Sphingomonadales; 
1405173 1405079 1 94 gi 

ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; Nann 
1408067 1408020 49 94 gi 


v 


Bacteria; Proteobacteria; Alphaproteob 


1412673 1412598 1 76 

S ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; P 
1414128 1414081 49 94 gi 
bosomal RNA, partial sequence 
Sphingomonadales; 

1421736 1421689 49 94 gi 
strain AG31 16S ribosomal RNA, partia 
Bacteria; Actinobacteria; Actinobacte 


gi 


Micrococcaceae; Arthrobacter. 


489970 Bacteria_16S 1437228 1437177 45 94 gi| 224581430 
profundus strain 506 16S ribosomal RNA, partial sequence 14361 
Bacteria; Deinococcus-Thermus; Deinococci; Thermales; Thermaceae; 
489970 Bacteria_16S 1440309 1440262 49 94 gi| 224581428 
strain LM 036 16S ribosomal RNA, partial sequence 1439230 14407 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardin 
489970 Bacteria_16S 1452435 1452388 49 94 gi|224581419 
endolithica strain AA459 16S ribosomal RNA, partial sequence 
endolithica Bacteria; Actinobacteria; Actinobacteridae; Actinomyc 
Micromonosporaceae; Micromonospora. 

489970 Bacteria_16S 1463006 14629111 94 gi|224581411 
bryozoorum strain 50-11 16S ribosomal RNA, partial sequence 14618 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; A 
489970 Bacteria_16S 1487268 1487221 49 94 gi| 219857235 


strain SO2 16S ri 


bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


489970 Bacteria_16S 


caeruleus subsp. 


1494817 1494770 49 94 gi 


acteria; Deltaproteobacteria; Desulfov 


1399580 1401060 Sphin 


1404010 14055 


1411537 14130 


1413085 14145 


1486230 14876 


caeruleus strain DSM 44103 16S ribosomal 


228718692 
ence 13679 


228716336 
e 13905 
Parvularc 
228715353 


Sphingomon 
219857153 


ocystineae 
219846657 
artial seq 
acteria; S 


224581450 


seudoalter 
224581449 


Sphingomon 
224581444 
1 sequence 
ridae; Act 


biaceae; R 
219846703 
RNA, pa 


ibrionales; 


ref|NR_027575.1 
77 1369516 Desulf 
; Desulfovibrion 
ref|NR_027550.1 
41 1391995 Parvul 
ulales; Parvular 
ref|NR_027525.1 
gomonas wittichi 
adaceae; Sphingo: 
ref|NR_024781.1 
; Ha 
ref 
uenc 
phin 


liangiaceae; 
NR_026249.1 
e 140703 


gomonadales; 


ref |NR_027234.1 


omon 
ref 


adaceae; Alg 
NR_027233.1 


adaceae; Sphingo 
ref |NR_027226.1 
1420664 142216 
inomycetales; Mi 


ref|NR_027212.1 
36 1437633 Oceani 
Oceanithermus. 
ref|NR_027210.1 


eae; Actinosynne 
ref|NR_027200.1 

1451367 145284 
etales; Micromon 


ref|NR_027192.1 
62 1463368 Marino 
1lteromonadaceae; 
ref|NR_024863.1 


hizo 
ref 
rtia 


bium/Agrobac 
NR_026295.1 
1 sequence 


Desulfovibrio 
ovibrio magneticus RS-1 
aceae; Desulfovibrio. 
Parvularcula 
arcula bermudensis 
culaceae; Parvularcula. 
Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 
Haliangium tepidum 


17 Haliangium tepidum Bacteria; 


Haliangium. 
Sphingobium 

2 1408473 Sphingobium 
Sphingomonadaceae; 


Algicola sagamiensis 


34 Algicola sagamiensis Bacteria; 


icola. 
Sphingobium cloacae 


01 Sphingobium cloacae Bacteria; 


bium. 
Arthrobacter 

4 Arthrobacter 

crococcineae; 


Oceanithermus 
thermus profundus 


Lentzea violacea 


37 Lentzea violacea Bacteria; 


mataceae; Lentzea. 
Micromonospora 

3 Micromonospora 

osporineae; 


Marinobacter 

bacter bryozoorum 
Marinobacter. 
Rhizobium huautlense 


90 Rhizobium huautlense Bacteria; 


terium group; Rhizobium. 
Couchioplanes 
1493762 1495216 


Couchioplanes caeruleus subsp. caeruleus Bacteria; Actinobacteria; Actinobacteridae; 


Actinomycetales; 


489970 Bacteria_16S 


strain DSM 20127 


Micromonosporineae; Micromonosporaceae 
1502241 1502194 49 94 gi 
16S ribosomal RNA, complete sequence 


Actinobacteria; Actinobacteridae; Actinomycetales; Micr 


489970 Bacteria_16S 


strain JCM3369 16 


1527885 1527838 49 94 
S ribosomal RNA, partial sequence 


gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
489970 Bacteria_16S 1529389 1529342 49 94 gi 


strain JCM3146 16 


Actinobacteria; Actinobacteridae; Actinomycetales; 


Actinoallomurus. 


489970 Bacteria_16S 


oligospora strain 
oligospora Bacter 
Thermomonosporace 


489970 Bacteria_16S 


matsumotoense str 
mMatsumotoense Bac 
Micromonosporacea 


489970 Bacteria_16S 


strain JCM 3325 1 


S ribosomal RNA, partial sequence 
Stre 


1530899 1530852 49 94 gi 
ATCC 43269 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1532437 1532390 49 94 gi 
ain IMSNU 22003 16S ribosomal RNA, par 
teria; Actinobacteria; Actinobacterida 
e; Micromonospora. 
1535433 1535386 49 


94 gi 


Actinobacteria; Actinobacteridae; Actinomycetales; Stre 
Actinomadura. 
489970 Bacteria_16S 1538504 1538457 49 94 gi 


1526835 15282 


1528339 15297 


6S ribosomal RNA, partial sequence 1534373 15358 


; Couchiop 
219846604 
15011 
ococcineae 
219857435 


ptosporang 


219857434 
ptosporang 
219857433 


sequence 
Actinomyce 


219857427 
tial seque 
e; Actinom 


219857414 


ptosporang 


lanes. 
ref|NR_026196.1 
62 1502633 Sinomo 
; Micrococcaceae 
ref |NR_025023.1 
88 Actinomadura 
ineae; Thermomon 


ref |NR_025022.1 


ineae; Thermomon 
ref|NR_025021.1 
1529847 153130 


tales; Streptosp 


ref 
nce 
ycet 


NR_025015.1 

153135 
ales; Microm 
ref|NR_025002.1 
13 Actinomadura 


ineae; Thermomon 


219857377 


espanaensis strain NRRL 15764 16S ribosomal RNA, partial sequence 
espanaensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 


Actinosynnematace 


ae; Saccharothrix. 


Sinomonas atrocyanea 
nas atrocyanea Bacteria; 
Sinomonas. 
Actinomadura yumaensis 


, 


yumaensis Bacteria; 


osporaceae; 


Actinomadura spadix 


96 Actinoallomurus spadix Bacteria; 


osporaceae; 


Actinomadura 
8 Actinomadura 
orangineae; 


Micromonospora 
9 1532864 Micromonospora 


onosporineae; 


Actinomadura vinacea 


vinacea Bacteria; 


osporaceae; 


ref |NR_024965.1 
1537426 153893 


Saccharothrix 
5 Saccharothrix 


489970 Bacteria_16S 


strain NRRL B-162 


Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
489970 Bacteria_16S 


globicatena strai 
globicatena Bacte 
Actinosynnematace 


489970 Bacteria_16S 


diospyrosa strain 
diospyrosa Bacter 
Actinosynnematace 


489970 Bacteria_16S 


ayderensis strain 
Bacteria; Firmicu 


489970 Bacteria_16S 


kestanbolensis st 
kestanbolensis Ba 


489970 Bacteria_16S 


lusatiensis strai 
Bacteria; Proteob 


489970 Bacteria_16S 


strain JCM 9114 1 


americanum strain 
americanum Bacter 
Sinorhizobium/Ens 


489970 Bacteria_16S 


lipocyclicus stra 
lipocyclicus Bact 


489970 Bacteria_16S 


strain DSM 12798 
Actinobacteria; A 


489970 Bacteria_16S 


arilaitensis stra 
arilaitensis Bact 
Arthrobacter. 


489970 Bacteria_16S 


strain BA134 16S 
Bacteroidetes; Sp 


489970 Bacteria_16S 


VKM B1479 16S rib 
Proteobacteria; A 


489970 Bacteria_16S 


gallinifaecis str 
gallinifaecis Bac 


489970 Bacteria_16S 


philippinense str 
philippinense Bac 
Pseudonocardiacea 


489970 Bacteria_16S 


mediatlanticus st 
mediatlanticus Ba 


489970 Bacteria_16S 


cardiffensis stra 
cardiffensis Bact 
Actinomycetaceae; 


489970 Bacteria_16S 


namibiensis strai 
namibiensis Bacte 
Thermomonosporace 


489970 Bacteria_16S 


sacelli strain LM 
sacelli Bacteria; 
Brachybacterium. 


489970 Bacteria_16S 


fresconis strain 
fresconis Bacteri 
Brachybacterium. 


1540065 1540018 49 94 gi 
38 16S ribosomal RNA, partial sequence 


1541614 1541567 49 94 gi 
n NRRL B-24048 16S ribosomal RNA, part 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1543174 1543127 49 94 gi 
NRRL B-24047 16S ribosomal RNA, parti 
ia; Actinobacteria; Actinobacteridae; 
ae; Actinokineospora. 

1555221 1555174 49 94 gi 
ABO4 16S ribosomal RNA, partial seque 
tes; Bacillales; Bacillaceae; Anoxybac 
1562638 1562591 49 94 gi 
rain K4 16S ribosomal RNA, partial seq 
cteria; Firmicutes; Bacillales; Bacill 
1570050 1570003 49 94 gi 
n Sl 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1576116 1576069 49 94 gi 


1580656 1580609 49 94 gi 
CFNEI 156 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
ifer group; Sinorhizobium. 

1582165 1582118 49 94 gi 
in CCUG 44693 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
1605389 1605342 49 94 gi 


ctinobacteridae; Actinomycetales; Micr 
1606930 1606883 49 94 gi 
in Rell7 16S ribosomal RNA, partial se 
eria; Actinobacteria; Actinobacteridae 


1625001 1624938 13 76 

ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Cyc 
1650732 1650685 49 94 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Xanth 
1656875 1656828 49 94 gi 
ain Iso 196 16S ribosomal RNA, partial 
teria; Proteobacteria; Alphaproteobact 
1663037 1662990 49 94 gi 
ain A 80407 16S ribosomal RNA, partial 
teria; Actinobacteria; Actinobacterida 
e; Kibdelosporangium. 

1681267 1681220 49 94 gi 
rain TR 16S ribosomal RNA, partial seq 
cteria; Deinococcus-Thermus; Deinococc 
1739271 1739208 34 94 gi 
in CCUG 44997 16S ribosomal RNA, parti 
eria; Actinobacteria; Actinobacteridae 
Actinomyces. 

1746933 1746886 49 94 gi 
n HAG 010767 16S ribosomal RNA, partia 
ria; Actinobacteria; Actinobacteridae; 
ae; Actinomadura. 

1760667 1760620 49 94 gi 
G 20345 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Act 


gi 


1762188 1762141 49 94 gi 
LMG 20336 16S ribosomal RNA, partial s 


489970 Bacteria_16S 


Ac 


oc 


qu 


ob 


er 


e; 


ue 


al 


1 


ue 
in 


eq 
a; Actinobacteria; Actinobacteridae; Act 


219857376 


do 
219857375 
ia 


219857374 
al 


219857209 
nce 
illus. 
219846143 
uence 
aceae; 
219878173 
ce 
les; 
219856867 


6S ribosomal RNA, partial sequence 1575051 15765 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
489970 Bacteria_16S 


do 
219878491 

sequence 

a; 


219878490 
al 
ria; 
219878474 


16S ribosomal RNA, partial sequence 1604315 16058 
occineae 


219878472 
ence 


v 


219878460 


1623889 16253 
bacteria 


lo 
219878442 


1649700 16511 
acterace 


219878437 
sequence 
ia; Rhiz 
219878433 
sequence 


219878421 
nce 

i; Thermal 
219878382 
sequenc 


v 


219878376 
sequence 
Actinomyc 


219878365 
nce 
omycetal 


219878364 
uence 
inomycet 


1816716 1816669 49 94 gi 


219878325 


15389 
nocardin 


1 sequen 


Actinomyc 


sequenc 
tinomyce 


15541 


Ano 


15690 


Phyll 


nocardin 


Rhizobi 


sequenc 
Rhodo 


Actinomy 


Actinomycet 


Actinomy 


ref|NR_024964.1 
86 1540484 Cross 
eae; Pseudonoca 
ref|NR_024963.1 
ce 1540535 154204 
etales; Pseudon 


ref|NR_024962.1 
e 1542095 154360 
tales; Pseudonoc 


ref |NR_024837.1 
24 1555535 Anoxyb 


ref |NR_025733.1 

1561538 156291 
xybacillus. 
ref |NR_025312.1 
18 1570426 Deflu 
obacteriaceae; D 
ref |NR_024686.1 


eae; Actinosynne 
ref|NR_025251.1 
1579624 158106 
ales; Rhizobiace 
ref |NR_025629.1 
e 1581111 158256 
varius. 
ref|NR_025613.1 
05 Arthrobacter 
; Micrococcaceae 
ref|NR_025611.1 

1605856 160731 
cetales; Microco 


ref|NR_025599.1 


; Belliella 
NR_025581.1 


ceae 
ref 


ae; Labrys. 
ref|NR_025576.1 

1655822 165727 
obiales; Brucell 
ref|NR_025572.1 

1661967 166345 
ales; Pseudo 


ref|NR_025560.1 

1680196 168167 
es; Thermaceae; 
ref|NR_025521.1 
e 1738160 173968 
cetales; Actinom 


ref|NR_025515.1 
1745863 174730 
etales; Streptos 


ref|NR_025504.1 
1759669 176107 
es; Micrococcine 
ref|NR_025503.1 
1761124 176259 
ales; Micrococci 


, 


i 
xr 


fo} 


Vv 


Crossiella cryophila 
ella cryophila Bacteria; 
diaceae; Crossiella. 

Actinokineospora 
4 Actinokineospora 
cardineae; 


Actinokineospora 
6 Actinokineospora 
ardineae; 


Anoxybacillus 
acillus ayderensis 


Anoxybacillus 
3 Anoxybacillus 


Defluvibacter 
ibacter lusatiensis 
efluvibacter. 
Lentzea waywayandensis 


26 Lentzea waywayandensis Bacteria; 


mataceae; Lentzea. 
Sinorhizobium 

0 Sinorhizobium 

ae; 


Rhodovarius 
8 Rhodovarius 


Arthrobacter mysorens 


mysorens Bacteria; 


; Arthrobacter. 


Arthrobacter 
4 Arthrobacter 
ccineae; Micrococcaceae; 


Belliella baltica 


33 Belliella baltica Bacteria; 


Labrys monachus strain 


41 Labrys monachus Bacteria; 


Ochrobactrum 

4 Ochrobactrum 
aceae; Ochrobactrum. 
Kibdelosporangium 
6 Kibdelosporangium 
nocardineae; 


Vulcanithermus 

6 Vulcanithermus 

Vulcanithermus. 
Actinomyces 

1 Actinomyces 

ycineae; 


Actinomadura 
0 Actinomadura 
porangineae; 


Brachybacterium 
3 Brachybacterium 
ae; Dermabacteraceae; 


Brachybacterium 
4 Brachybacterium 
neae; Dermabacteraceae; 


ref|NR_025464.1 


Kibdelosporangium 


aridum strain DSM 43828 16S ribosomal RNA, partial sequence 1815646 1817129 Kibdelosporangium aridum 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 


Kibdelosporangium 


489970 Bacteria_16S 

C116-18 16S ribosomal RNA, partial se 
ia; Proteobacteria; Alphaproteobacteri 
489970 Bacteria_16S 
CCUG 13008 16S ribosomal RNA, partial 
a; Actinobacteria; Actinobacteridae; 


alexandrii strain 
alexandrii Bacter 


scardovii strain 
scardovii Bacteri 
Bifidobacterium. 


489970 Bacteria_16S 


strain 3S-1 16S r 
Firmicutes; Bacil 


489970 Bacteria_16S 
M597/99/10 16S ribosomal RNA, partial 
ia; Actinobacteria; Actinobacteridae; 


nasiphocae strain 
nasiphocae Bacter 
Arthrobacter. 


489970 Bacteria_16S 
limnaeus strain A26 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Chromati 
489970 Bacteria_16S 


Bacteria; Proteob 


strain EDIV 16S r 
Proteobacteria; A 


489970 Bacteria_16S 


strain Cm al3 16S 
Proteobacteria; D 


apiculatus strain 
apiculatus Bacter 
Chondromyces. 


489970 Bacteria_16S 
ferrugineus strain Cb fel8 16S ribosomal RNA, complete 
ferrugineus Bacteria; Proteobacteria; Deltaproteobacter 


Cystobacteraceae; 


489970 Bacteria_16S 
strain ATCC 15260 16S ribosomal RNA, partial sequence 
Sphingomonadales; 


Proteobacteria; A 


489970 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


strain LMG 12370 
Firmicutes; Bacil 


antarcticus strai 
Bacteria; Actinob 


strain IBS 506 16 


strain IBS 382 16 


aquibiodomus stra 
aquibiodomus Bact 
Nitratireductor. 


489970 Bacteria_16S 


illinoisensis str 
illinoisensis Bac 
Alkanindiges. 


489970 Bacteria_16S 


strain H-8 16S ri 
Proteobacteria; A 


489970 Bacteria_16S 


salitolerans stra 
salitolerans Bact 
Swaminathania. 


489970 Bacteria_16S 


chloroethenivoran 
chloroethenivoran 
Pseudonocardiacea 


489970 Bacteria_16S 


1828873 1828826 49 


1833523 1833476 49 


1871555 1871508 49 


lales; Bacillaceae; 
1874617 1874570 49 


1905146 1905061 1 
1956606 1956559 49 
lphaproteobacteria; 


1982554 1982503 45 


1985723 1985672 45 


1987306 1987259 49 
Cystobacter. 
2016408 2016361 49 


lphaproteobacteria; 
2022311 2022264 49 


16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
489970 Bacteria_16S 


2038905 2038856 47 


16S ribosomal RNA, partial sequence 2037802 20 
lales; Bacillaceae; Virgibacillus. 
489970 Bacteria_16S 


2066581 2066534 49 


n T2 16S ribosomal RNA, partial sequen 
acteria; Actinobacteridae; Actinomycet 
489970 Bacteria_16S 


2075797 2075750 49 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
489970 Bacteria_16S 


2085050 2085003 49 


S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
489970 Bacteria_16S 


2098685 2098638 49 


in NL21 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Alphaproteobacte 


2107820 2107767 43 
ain MVAB Hexl 
teria; Proteobacteria; 
2154678 2154631 49 
bosomal 
lphapro 
2160705 2160658 49 
in PA 5 
eria; P 


2166849 2166802 49 


s strain SL-1 16S ribosomal RNA, parti 
s Bacteria; Actinobacteria; Actinobact 


Pseudonocardia. 
2203272 2203221 45 


e; 


94 


94 


94 


ibosomal RNA, partial sequence 
Geobacillus. 


94 


85 


94 


ibosomal RNA, partial sequence 
Sphingomonadales; 


94 


ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
489970 Bacteria_16S 


94 


Cm al4 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Deltaproteobacteri 


94 


94 


94 


94 


94 


94 


94 


94 


94 


16S ribosomal RNA, 


Gammaprote 


94 


RNA, partial sequence 
teobacteria; Rhodospirillales; 


94 


1 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


94 


94 


219878317 
quence 

a; Rhodoba 
219878313 
sequence 
ifidobacte 


gi 


gi 
B 


gi|219878287 
1870444 18719 


219878285 
sequence 
Actinomyce 


gi 


219878260 
19040 
ales; Chro 
gi| 219878224 
1955571 19570 
Sphingomon 
gi| 219878207 
1981436 19829 
Sorangiineae; 
gi| 219878205 
uence 
a; Myxococ 


gi 


219878204 
sequence 
ia; Myxoco 


gi 


, 


219878185 
20153 
Sphingomon 
219878181 
20212 
terales; C 
219878169 
393 


gi 


gi 


gi 


219878146 
ce 20655 
ales; Micr 
gi| 219878139 
2074760 20762 
nellaceae; 
gi| 219878133 
2084014 20854 
nellaceae; 
219878123 
uence 
ria; 


gi 


gi 


Rhizo 


219878115 
ete sequen 
eria; Pseu 


gi 
compl 
obact 


gi| 219857632 
2153652 21550 
Acetobacte 
219857628 
quence 

ria; Rhodo 


gi 


219857624 
al sequenc 
eridae; Ac 


gi 


219857597 


ref|NR_025456.1 
1827843 182926 
cterales; 
ref|NR_025452.1 

1832458 183383 
riales; Bifidob 


ref |NR_025426.1 


ref|NR_025424.1 
1873541 187493 
tales; Micrococc 


ref |NR_025399.1 
81 1905405 Thioal 
matiaceae; Thioa 
ref |NR_025363.1 
16 Sphingomonas 
adaceae; Sphingo: 
ref |NR_025346.1 
73 Chondromyces 
Polyangiaceae; C 
ref |NR_025344.1 
1984609 198614 
cales; Sorangiin 


ref |NR_025343.1 
1986193 198770 
ccales; Cystobac 


ref|NR_025324.1 
75 2016816 Caulob 
adaceae. 
ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref |NR_025308.1 
07 Virgibacillus 


ref|NR_025285.1 
12 2067008 Microc 
ococcineae; Micr 
ref|NR_025278.1 


tonella. 
NR_025272.1 


Bar 
ref 


Bartonella. 
ref|NR_025262.1 
2097632 209908 
biales; Phylloba 


ref|NR_025254.1 
ce 2106707 210823 
domonadales; Mor 
ref|NR_025221.1 


race 
ref 


ae; Rubritep 
NR_025217.1 
159648 216110 
spirillales; Ace 


ND 


ref|NR_025213.1 
e 2165786 216722 
tinomycetales; P 


ref|NR_025185.1 


gi 


lagogenitalium strain 12MS 16S ribosomal RNA, partial sequence 
lagogenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


Hyphomonadaceae; 


a 


Oceanicaulis 
6 Oceanicaulis 
Oceanicaulis. 
Bifidobacterium 
7 Bifidobacterium 
cteriaceae; 


Geobacillus vulcani 


75 Geobacillus vulcani Bacteria; 


Arthrobacter 
6 Arthrobacter 
ineae; Micrococcaceae; 


Thioalkalicoccus 
kalicoccus limnaeus 
lkalicoccus. 

Sphingomonas pituitosa 


pituitosa Bacteria; 


monas. 
Chondromyces robustus 


robustus Bacteria; 


hondromyces. 
Chondromyces 

2 Chondromyces 

eae; Polyangiaceae; 


Cystobacter 
9 Cystobacter 
terineae; 


Caulobacter leidyia 
acter leidyia Bacteria; 


Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Virgibacillus proomii 
proomii Bacteria; 


Micrococcus 

occus antarcticus 
ococcaceae; Micrococcus. 
Bartonella tribocorum 


00 Bartonella tribocorum Bacteria; 


Bartonella alsatica 


53 Bartonella alsatica Bacteria; 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


Alkanindiges 
9 Alkanindiges 


axellaceae; 


Rubritepida flocculans 


80 Rubritepida flocculans Bacteria; 


ida. 

Swaminathania 
2 Swaminathania 
tobacteraceae; 


Pseudonocardia 
9 Pseudonocardia 
seudonocardineae; 


2202199 220366 


Mycoplasma 
9 Mycoplasma 


489970 Bacteria_ 


strain CH 16S rib 
Tenericutes; Moll 


16S 2210826 2210775 45 
osomal RNA, partial sequence 


icutes; Mycoplasmataceae; Mycoplasma. 


94 gi 


219857592 
2209746 22112 


ref|NR_025180.1 


Mycoplasma cricetuli 


24 Mycoplasma cricetuli Bacteria; 


489970 Bacteria_16S 2221390 2221343 49 94 gi|219857585|ref|NR_025173.1| Xanthobacter viscosus 
strain 7d 16S ribosomal RNA, partial sequence 2220358 2221741 Xanthobacter viscosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

489970 Bacteria_16S 2222801 2222754 49 94 gi|219857584|ref|NR_025172.1| Xanthobacter 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 2221792 2223169 Xanthobacter aminoxidans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 

489970 Bacteria_16S 2262653 2262570 13 94 gi|219857558|ref|NR_025146.1| Thermodesulfobacterium 
hydrogeniphilum strain SL6 16S ribosomal RNA, partial sequence 2261503 2262999 Thermodesulfobacterium 
hydrogeniphilum Bacteria; Thermodesulfobacteria; Thermodesulfobacteriales; Thermodesulfobacteriaceae; 
Thermodesulfobacterium. 

489970 Bacteria_16S 2267248 2267201 49 94 gi|219857555|ref|NR_025143.1| Geobacillus toebii 


strain SK-1 16S r 
Bacil 
489970 Bacteria_16S 
strain 91-4 16S r 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Barto 
489970 Bacteria_16S 


Firmicutes; 


strain IBS 193 16 


ibosomal RNA, partial sequence 
lales; Bacillaceae; Geobacillus. 
2296066 2296019 49 94 
ibosomal RNA, partial sequence 


gi 


2297532 2297485 49 94 
S ribosomal RNA, partial sequence 


gi 


2266147 22676 


219857533 
2295034 22964 
ne 
219857532 
2296489 22979 


ref|NR_025121.1 


tonella 
NR_025120.1 


Bar 
ref 


llaceae; 


57 Geobacillus toebii Bacteria; 


Bartonella bovis 


38 Bartonella bovis Bacteria; 


Bartonella capreoli 


31 Bartonella capreoli Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

489970 Bacteria_16S 2300497 2300450 49 94 gi|219857530|ref|NR_025118.1| Bosea massiliensis 
strain 63287 16S ribosomal RNA, partial sequence 2299447 2300877 Bosea massiliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bosea. 

489970 Bacteria_16S 2311152 2311105 49 94 gi|219857522|ref|NR_025110.1| Actinomadura mexicana 
strain A290 16S ribosomal RNA, partial sequence 2310109 2311529 Actinomadura mexicana Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 

489970 Bacteria_16S 2342833 2342786 49 94 gi|219857500|ref|NR_025088.1| Crossiella equi strain 
NRRL B-24104 16S ribosomal RNA, partial sequence 2341772 2343243 Crossiella equi Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; Crossiella. 
489970 Bacteria_16S 2350358 2350311 49 94 gi|219857494|ref|NR_025082.1| Hyphomicrobium 
sulfonivorans strain S1 16S ribosomal RNA, partial sequence 2349335 2350745 Hyphomicrobium sulfonivorans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 

489970 Bacteria_16S 2395961 2395914 49 94 gi|219857463|ref|NR_025051.1]| Bartonella birtlesii 


strain IBS 325 16 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 
489970 Bacteria_16S 2400481 2400434 49 94 gi|219857460|ref|NR_025048.1 
chloromethanicum strain CM2 16S ribosomal RNA, partial sequence 2399427 240087 
chloromethanicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyph 
Hyphomicrobium. 

489970 Bacteria_16S 2414402 2414308 1 94 gi|219857451|ref|NR_025039.1 


strain AML-C10 16 
Proteobacteria; 


taejonensis strai 
taejonensis Bacte 
Sphingopyxis. 


489970 Bacteria_16S 


strain JSS-26 16S 


Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 


strain JSS-7 16S 


Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 


strain 4822 16S r 
Tenericutes; Moll 


489970 Bacteria_16S 


beliardensis stra 
beliardensis Bact 


489970 Bacteria_16S 


johannae strain C 
johannae Bacteria 
Gluconacetobacter 


489970 Bacteria_16S 


strain C-29 16S r 
Proteobacteria; A 


489970 Bacteria_16S 


mediterranea stra 


G 
489970 Bacteria_16S 


S ribosomal RNA, partial sequence 


S ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2503563 2503468 1 94 gi 
in Montbeliard Al 16S ribosomal RNA, p 
eria; Proteobacteria; Gammaproteobacte 
2509605 2509558 49 94 gi 
FN-Cf£55 16S ribosomal RNA, partial seq 
Proteobacteria; Alphaproteobacteria; 


ar 
id: 


ue 
R 


v 


2549969 2549922 49 94 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Barto 


gi 


ne 


2394935 23963 


2413261 24147 


2475319 24767 


219857380 


219857371 


219857344 
2548929 25503 


ref 
uenc 


NR_024968.1 
e 250240 
nellales; Legion 
ref |NR_024959.1 

2508571 251001 
illales; Acetoba 


tial seq 
a; Legio 


nce 
hodospir 
ref |NR_024932.1 


llaceae; Bartonella. 


2586846 2586771 1 76 gi 
in MMB1 16S ribosomal RNA, complete sequ 


219857277 


35 Bartonella birtlesii Bacteria; 


Hyphomicrobium 
3 Hyphomicrobium 
omicrobiaceae; 


Methylosarcina fibrata 


76 Methylosarcina fibrata Bacteria; 


ammaproteobacteria; Methylococcales; Methylococcaceae; Methylosarcina. 
2458299 2458252 49 94 gi|219857411|ref|NR_024999.1| Sphingopyxis 
n JSS-54 16S ribosomal RNA, partial sequence 2457264 2458706 Sphingopyxis 
ria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
2459790 2459743 49 94 gi|219857410|ref|NR_024998.1| Sphingomonas koreensis 
ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas koreensis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
2461281 2461234 49 94 gi|219857409|ref|NR_024997.1| Sphingomonas aquatilis 
ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas aquatilis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
2476388 2476337 45 94 gi|219857399|ref|NR_024987.1| Mycoplasma fastidiosum 


73 Mycoplasma fastidiosum Bacteria; 


Legionella 

5 2503874 Legionella 
ellaceae; Legionella. 
Gluconacetobacter 

7 Gluconacetobacter 
cteraceae; 


Bartonella koehlerae 


43 Bartonella koehlerae Bacteria; 


Marinomonas 


ref|NR_024908.1 


ence 2585691 258722 


4 Marinomonas 


mediterranea MMB-1 Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Marinomonas. 


489970 Bacteria_16S 2606839 2606808 45 76 gi 
burkinensis strain HDv 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfov 
489970 Bacteria_16S 2614631 2614556 1 76 gi 
strain CVL 16S ribosomal RNA, partial sequence 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales 
489970 Bacteria_16S 2703786 2703735 45 94 gi 
desulfurans strain St55B 16S ribosomal RNA, partial seq 
desulfurans Bacteria; Deinococcus-Thermus; Deinococci; 
489970 Bacteria_16S 2709749 2709702 49 94 gi 
strain AA08 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
489970 Bacteria_16S 2721769 2721722 49 94 gi 
lithotrophicum strain 42BKT 16S ribosomal RNA, partial 
lithotrophicum Bacteria; Proteobacteria; Epsilonproteob 
489970 Bacteria_16S 2724816 2724769 49 94 gi 
strain K97-0003 1 


ne 


, 


Ac 


se 
ac 


ib 


2708714 27 


6S ribosomal RNA, partial sequence 2723739 27 


219857264 
26057 
rionales 
219857256 
2613469 26150 
Desulfov 
219857186 
ue 
Th 


e 


nce 
ermal 


etoba 


quenc 
teria 


, 


219857172 
252 


es; 
219857182 
101 
cte 
219857174 
e 


ref |NR_024895.1 
22 2607261 Desul 
; Desulfovibrio 
ref |NR_024887.1 
09 Desulfovibrio 
ibrionaceae; De 
ref|NR_024814.1 

2702689 27040 
Thermaceae; Oc 
ref|NR_024810.1 


raceae; Asaia. 
ref |NR_024802.1 

2720705 272211 
ulfurovum. 
ref |NR_024800.1 


s 


£ 


n 


s 


7 
e 


Desulfovibrio 
ovibrio burkinensis 
aceae; Desulfovibrio. 
Desulfovibrio senezii 
senezii Bacteria; 
ulfovibrio. 
Oceanithermus 
1 Oceanithermus 
anithermus. 
Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Sulfurovum 
0 Sulfurovum 


Longispora albida 


14 Longispora albida Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Longispora. 
489970 Bacteria_16S 2741366 2741271 1 94 gi|219857160|ref|NR_024788.1| Agarivorans albus 
strain MKT 106 16S ribosomal RNA, partial sequence 2740223 2741676 Agarivorans albus Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Agarivorans. 

489970 Bacteria_16S 2759196 2759133 13 76 gi|219857147|ref|NR_024775.1| Reichenbachiella 
agariperforans strain KMM 3525 16S ribosomal RNA, partial sequence 2758107 2759505 Reichenbachiella 
agariperforans Bacteria; Bacteroidetes; Sphingobacteria; Sphingobacteriales; Flammeovirgaceae; 
Reichenbachiella. 

489970 Bacteria_16S 2760616 2760569 49 94 gi|219857146|ref|NR_024774.1| Actinokineospora 
terrae strain IFO 15668 16S ribosomal RNA, partial sequence 2759556 2761026 Actinokineospora terrae 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Actinosynnemataceae; 
Actinokineospora. 
489970 Bacteria_16S 2762112 2762065 49 94 gi|219857145|ref|NR_024773.1| Kozakia baliensis 
strain Yo-3 16S ribosomal RNA, partial sequence 2761077 2762491 Kozakia baliensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Kozakia. 
489970 Bacteria_16S 2768091 2768040 45 94 gi|219857139|ref|NR_024767.1| Dietzia 
psychralcaliphila strain ILA-1 16S ribosomal RNA, partial sequence 2767023 2768505 Dietzia 
psychralcaliphila Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; 
Dietziaceae; Dietzia. 
489970 Bacteria_16S 2783284 2783189 1 94 gi|219857128|ref|NR_024756.1| Thiothrix disciformis 
strain B3-1 16S ribosomal RNA, partial sequence 2782197 2783612 Thiothrix disciformis Bacteria; 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Thiotrichaceae; Thiothrix. 
489970 Bacteria_16S 2796681 2796634 49 94 gi|219857119|ref|NR_024747.1| Actinoplanes 
rectilineatus strain IFO 13941 16S ribosomal RNA, partial sequence 2795622 2797094 Actinoplanes 
rectilineatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
489970 Bacteria_16S 2798203 2798156 49 94 gi|219857118|ref|NR_024746.1| Cryptosporangium 
minutisporangium strain IFO 15962 16S ribosomal RNA, partial sequence 2797145 2798614 
Cryptosporangium minutisporangium Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; 
Frankineae; Cryptosporangiaceae; Cryptosporangium. 
489970 Bacteria_16S 2799724 2799677 49 94 gi|219857117|ref|NR_024745.1| Actinoplanes lobatus 
strain IFO 12513 16S ribosomal RNA, partial sequence 2798665 2800136 Actinoplanes lobatus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
489970 Bacteria_16S 2802768 2802721 49 94 gi|219857115|ref|NR_024743.1| Actinoplanes humidus 
strain IFO 14915 16S ribosomal RNA, partial sequence 2801710 2803180 Actinoplanes humidus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
489970 Bacteria_16S 2804289 2804242 49 94 gi|219857114|ref|NR_024742.1| Actinoplanes digitatis 
strain IFO 12512 16S ribosomal RNA, partial sequence 2803231 2804701 Actinoplanes digitatis Bacteria; 


Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonos 
489970 Bacteria_16S 2805811 2805764 49 94 gi|219857113|ref|NR_024741.1 
derwentensis strain IFO 14935 16S ribosomal RNA, partial sequence 2804752 280622 
derwentensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Actinoplanes. 

489970 Bacteria_16S 2807333 2807286 49 94 gi|219857112|ref|NR_024740.1 
consettensis strain IFO 14913 16S ribosomal RNA, partial sequence 2806275 280774 
consettensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Actinoplanes. 

489970 Bacteria_16S 2808855 2808808 49 94 gi|219857111|ref|NR_024739.1 
campanulatus strain IFO 12511 16S ribosomal RNA, partial sequence 2807796 280926 
campanulatus Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromo 
Micromonosporaceae; Actinoplanes. 

489970 Bacteria_16S 2810353 2810306 49 94 gi|219857110|ref|NR_024738.1 


S60-1 16S ribosomal RNA, partial sequence 


Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 


poraceae; Actinoplanes. 
Actinoplanes 

4 Actinoplanes 
nosporineae; 


Actinoplanes 
5 Actinoplanes 
nosporineae; 


Actinoplanes 
7 Actinoplanes 


nosporineae; 


Asaia siamensis strain 


2809318 2810728 Asaia siamensis Bacteria; 


Proteobacteria; 


489970 Bacteria_16S 2814831 2814784 49 94 gi|219857107|ref|NR_024735.1| Tetrasphaera elongata 
strain Lp2 16S ribosomal RNA, partial sequence 2813767 2815209 Tetrasphaera elongata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Tetrasphaera. 
489970 Bacteria_16S 2825399 2825352 49 94 gi|219856907|ref|NR_024728.1| Asaia bogorensis 
strain 71 16S ribosomal RNA, partial sequence 2824364 2825774 Asaia bogorensis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
489970 Bacteria_16S 
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94 gi 

1869 16S ribosomal RNA, partia 
Proteobacteria; Alphaproteobact 
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489970 Bacteria_16S 219846856 
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Actinobacteria; Actinobacteridae; Actinomycetales; Micr 
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6 Anoxybacillus 


Gluconacetobacter 
acetobacter europaeus 
Gluconacetobacter. 
Orenia salinaria 


’ 


18 Orenia salinaria Bacteria; 


Methylocella palustris 
s Bacteria; 


Rhizobium undicola 
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; Kocuria. 


Arthrobacter rhombi 
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ref|NR_026428.1 


Hyphomicrobium 


hollandicum strain IFAM KB-677 16S ribosomal RNA, partial sequence 3128192 3129616 Hyphomicrobium 


hollandicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; 


Hyphomicrobium. 
489970 Bacteria_16S 3133647 3133600 49 94 gi|219846833|ref|NR_026425.1| Demetria terragena 
strain HK1 0089 16S ribosomal RNA, partial sequence 3132587 3134043 Demetria terragena Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermacoccaceae; Demetria. 
489970 Bacteria_16S 3138146 3138099 49 94 gi|219846830|ref|NR_026422.1| Sulfurospirillum 
deleyianum strain Spirillum 5175 16S ribosomal RNA, partial sequence 3137084 3138514 
Sulfurospirillum deleyianum Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; 
Campylobacteraceae; Sulfurospirillum. 
489970 Bacteria_16S 3153300 3153253 49 94 gi|219846820|ref|NR_026412.1| Terracoccus luteus 
strain DSM 44267 16S ribosomal RNA, partial sequence 3152235 3153713 Terracoccus luteus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Terracoccus. 
489970 Bacteria_16S 3209603 3209556 49 94 gi|219846782|ref|NR_026374.1| Sphingomonas mali 
strain IFO 10550 16S ribosomal RNA, partial sequence 3208570 3210011 Sphingomonas mali Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
489970 Bacteria_16S 3211095 3211048 49 94 gi|219846781|ref|NR_026373.1| Sphingomonas pruni 
strain IFO 15498 16S ribosomal RNA, partial sequence 3210062 3211503 Sphingomonas pruni Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
489970 Bacteria_16S 3212605 3212558 49 94 gi|219846780|ref|NR_026372.1| Helicobacter 
bizzozeronii strain CCUG 35045 16S ribosomal RNA, partial sequence 3211554 3212974 Helicobacter 
bizzozeronii Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; 
Helicobacter. 
489970 Bacteria_16S 3233864 3233789 1 76 gi|219846765|ref|NR_026357.1| Parachlamydia 
acanthamoebae strain Bn9 16S ribosomal RNA, complete sequence 3232707 3234247 Parachlamydia 
acanthamoebae Bacteria; Chlamydiae; Chlamydiales; Parachlamydiaceae; Parachlamydia. 
489970 Bacteria_16S 3239991 3239944 49 94 gi|219846761|ref|NR_026353.1| Xanthobacter tagetidis 
strain TagT2C 16S ribosomal RNA, partial sequence 3238968 3240379 Xanthobacter tagetidis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
489970 Bacteria_16S 3253434 3253387 49 94 gi|219846752|ref|NR_026344.1| Actinomadura kijaniata 
strain DSM 43764 16S ribosomal RNA, partial sequence 3252379 3253826 Actinomadura kijaniata Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
489970 Bacteria_16S 3254932 3254885 49 94 gi|219846751|ref|NR_026343.1| Actinomadura madurae 
strain DSM 43067 16S ribosomal RNA, partial sequence 3253877 3255321 Actinomadura madurae Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporangineae; Thermomonosporaceae; 
Actinomadura. 
489970 Bacteria_16S 3262451 3262404 49 94 gi|219846746|ref|NR_026338.1| Sphingomonas trueperi 
strain LMG 2142 16S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
489970 Bacteria_16S 3263974 3263927 49 94 gi| 219846745 |ref|NR_026337.1| Pedomicrobium 
australicum strain IFAM ST1306 16S ribosomal RNA, partial sequence 3262929 3264382 Pedomicrobium 
australicum Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Pedomicrobium. 
489970 Bacteria_16S 3308180 3308133 49 94 gi|219846716|ref|NR_026308.1| Xanthobacter 
autotrophicus strain 7c 16S ribosomal RNA, partial sequence 3307157 3308568 Xanthobacter autotrophicus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
489970 Bacteria_16S 3309642 3309595 49 94 gi|219846715|ref|NR_026307.1| Xanthobacter flavus 
strain 301 16S ribosomal RNA, partial sequence 3308619 3310030 Xanthobacter flavus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 
489970 Bacteria_16S 3312591 3312544 49 94 gi|219846712|ref|NR_026304.1| Sphingobium xenophagum 
strain BN6 16S ribosomal RNA, partial sequence 3311548 3312985 Sphingobium xenophagum Bacteria; 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingobium. 
489970 Bacteria_16S 3333913 3333866 49 94 gi|219846696|ref|NR_026288.1| Actinoplanes regularis 
strain DSM 43151 16S ribosomal RNA, partial sequence 3332861 3334300 Actinoplanes regularis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; Actinoplanes. 
489970 Bacteria_16S 3335407 3335360 49 94 gi|219846695|ref|NR_026287.1| Actinoplanes 
brasiliensis strain DSM 43805 16S ribosomal RNA, partial sequence 3334351 3335794 Actinoplanes 
brasiliensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; 
Micromonosporaceae; Actinoplanes. 
489970 Bacteria_16S 3341448 3341401 49 94 gi|219846690|ref|NR_026282.1| Micromonospora rosaria 
DSM 803 16S ribosomal RNA, partial sequence 3340376 3341852 Micromonospora rosaria Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
489970 Bacteria_16S 3342975 3342928 49 94 gi|219846689|ref|NR_026281.1| Dactylosporangium 
thailandense DSM 43158 16S ribosomal RNA, partial sequence 3341903 3343371 Dactylosporangium thailandense 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Dactylosporangium. 
489970 Bacteria_16S 3344494 3344447 49 94 gi|219846688|ref|NR_026280.1| Micromonospora 
inositola DSM 43819 16S ribosomal RNA, partial sequence 3343422 3344899 Micromonospora inositola 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 
489970 Bacteria_16S 3347548 3347501 49 94 gi|219846686|ref|NR_026278.1| Micromonospora 


halophytica DSM 4 


3171 16S ribosomal RNA, partial sequence 


3346476 3347951 Micromonospora halophytica 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 


Micromonospora. 


489970 Bacteria_16S 3349074 3349027 49 94 gi|219846685|ref|NR_026277.1| Micromonospora 
coerulea DSM 43143 16S ribosomal RNA, partial sequence 3348002 3349477 Micromonospora coerulea 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micromonosporineae; Micromonosporaceae; 
Micromonospora. 

489970 Bacteria_16S 3356778 3356731 49 94 gi|219846679|ref|NR_026271.1| Dermabacter hominis 
strain DSM 7083 16S ribosomal RNA, partial sequence 3355696 3357206 Dermabacter hominis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Dermabacteraceae; Dermabacter. 

489970 Bacteria_16S 3358341 3358294 49 94 gi|219846678|ref|NR_026270.1| Brachybacterium 
nesterenkovii strain DSM 9573 16S ribosomal RNA, partial sequence 3357257 3358770 Brachybacterium 
nesterenkovii Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; 
Dermabacteraceae; Brachybacterium. 

489970 Bacteria_16S 3379721 3379658 13 76 gi|219846663|ref|NR_026255.1| Desulfovibrio 
termitidis strain DSM 5308 16S ribosomal RNA, partial sequence 3378593 3380098 Desulfovibrio 
termitidis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

489970 Bacteria_16S 3399279 3399232 49 94 gi|219846646|ref|NR_026238.1| Arthrobacter 
uratoxydans strain DSM 20647 16S ribosomal RNA, partial sequence 3398202 3399685 Arthrobacter 
uratoxydans Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; 
Arthrobacter. 

489970 Bacteria_16S 3400814 3400767 49 94 gi|219846645|ref|NR_026237.1| Arthrobacter sulfureus 
strain DSM 20167 16S ribosomal RNA, partial sequence 3399736 3401213 Arthrobacter sulfureus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Micrococcaceae; Arthrobacter. 

489970 Bacteria_16S 3414548 3414501 49 94 gi|219846635|ref|NR_026227.1| Actinomyces israelii 
strain CIP 103259 16S ribosomal RNA, partial sequence 3413473 3414913 Actinomyces israelii Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Actinomycineae; Actinomycetaceae; Actinomyces. 

489970 Bacteria_16S 3418945 3418894 45 94 gi|219846632|ref|NR_026224.1| Gluconobacter 
frateurii strain IFO 3264 16S ribosomal RNA, partial sequence 3417892 3419367 Gluconobacter 
frateurii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Gluconobacter. 
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489970 Bacteria_16S 3727982 3727935 49 94 gi|219846416 
strain FD 25934 16S ribosomal RNA, partial sequence 3726957 37283 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

489970 Bacteria_16S 3729436 3729389 49 94 gi|219846415 
luteofluorescens strain 04745 16S ribosomal RNA, partial sequence 
luteofluorescens Bacteria; Actinobacteria; Actinobacteridae; Acti 
Thermomonosporaceae; Actinomadura. 

489970 Bacteria_16S 3730894 3730847 49 94 gi|219846414 
libanotica strain IFO 14095 16S ribosomal RNA, partial sequence 
libanotica Bacteria; Actinobacteria; Actinobacteridae; Actinomyce 
Thermomonosporaceae; Actinocorallia. 

489970 Bacteria_16S 3732350 3732303 49 94 gi| 219846413 
strain IFO 14679 16S ribosomal RNA, partial sequence 3731323 37327 
Actinobacteria; Actinobacteridae; Actinomycetales; Streptosporang 
Actinomadura. 

489970 Bacteria_16S 3733811 3733764 49 94 gi|219846412 


atramentaria strain SF2197 16S ribosomal RNA, partial sequence 
atramentaria Bacteria; Actinobacteria; Actinobacteridae; Actinomy 
Thermomonosporaceae; 
489970 Bacteria_16S 


strain IFO 14745 


3656929 3656882 49 


3678461 3678387 1 
Deferribacteres; 


3679941 3679894 49 


ed fever group. 
3684353 3684306 49 


3699522 3699447 1 


3709999 3709952 49 


3713013 3712966 49 
acteria; 
3714474 3714427 49 


cteria; 
e; Actinoplanes. 
3715994 3715951 43 


bosomal RNA, 


3725068 3725021 49 


Actinomadura. 
3726530 3726483 49 


ae; 


ae; Actinomadura. 


Actinomadura. 
3748433 3748386 49 


3762192 3762127 31 


94 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; 
489970 Bacteria_16S 
thermophilus stra 
thermophilus Bacteria; 
489970 Bacteria_16S 


76 


in BMA1 16S ribosomal RNA, partial sequence 
Deferribacterales; 


94 


ain Mcl6 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Alphaproteobacteria; 


94 


76 


1105 16S ribosomal RNA, partial sequence 
acteria; Deltaproteobacteria; Desulfovibrionales; Desulfomicrobiaceae; 
489970 Bacteria_16S 


94 


FCl 16S ribosomal RNA, partial sequence 
microbia; Verrucomicrobiae; Verrucomicrobiales; 
489970 Bacteria_16S 
in 253 16S ribosomal RNA, partial sequence 3711982 3 
Actinobacteridae; Actinomycetales; 


94 


94 


rain P-15 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; 


85 


complete sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
489970 Bacteria_16S 
rain A-184 16S ribosomal RNA, partial 
verrucosospora Bacteria; Actinobacteria; Actinobacteridae; Actino: 


94 


94 


94 


16S ribosomal RNA, partial sequence 3747408 37488 
Actinobacteria; Actinobacteridae; Actinomycetales; 
489970 Bacteria_16S 


94 


strain 172 16S ribosomal RNA, partial sequence 


Proteobacteria; 


Deltaproteobacteria; 
489970 Bacteria_16S 


3781661 3781614 49 


Desulfuromonadales; 


94 


strain RB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 


fever group. 


489970 Bacteria _1 


strain ATCC 29543 16S ribosomal RNA, partial sequence 


6S 3818033 3817986 49 


94 


gi| 219846467 


3655877 36573 


gi|219846452 


gi|219846451 


gi|219846448 


gi| 219846437 


gi| 219846430 


gi|219846428 


gi| 219846427 


gi|219846426 
3714904 37163 


219846418 
sequence 


gi 


219846417 
sequenc 


gi 


gi|219846402 
Streptosporang 

gi| 219846391 

3761076 37625 
Geobacte 
gi| 219846376 
3780594 37820 


R 


Deferr 


Rick 


(e} 


Micr 


Actino: 


ref 


ref 
3 


ref 
3 


ref 


6S ribosomal RNA, partial sequence 3683303 3684756 Ochrobactrum 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; 
489970 Bacteria_16S 


ref 


3698359 3 


ref 


3708907 3 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


e; 


gi|219846351 


ref 


ibacteraceae; 


ettsiales; 


chrobactrum. 


3713443 37 
mycetales; 


3724040 372545 
mycetales; 


e 3725501 372690 
Actinomycetales; 


59 Actinomadura 
ineae; 


3728410 372981 
nomycetales; 


3729869 373127 
tales; 


3732782 373419 
cetales; 


NR_026059.1 


NR_026043.1 


NR_026042.1 


NR_026039.1 
NR_026028.1 
NR_026021.1 


710374 Prost 


NR_026019.1 


NR_026018.1 


NR_026017.1 


NR_026009.1 


NR_026008.1 


NR_026007.1 


NR_026006.1 


NR_026005.1 


Streptosp 


NR_026004.1 
Thermomon 
NR_026003.1 
Strepto 
NR_025993.1 


Streptosp 
NR_025982.1 


Geobacte 
NR_025967.1 


Rhizobium giardinii 


53 Rhizobium giardinii Bacteria; 
hizobium/Agrobacterium group; Rhizobium. 


Deferribacter 


677295 3678845 Deferribacter 
Deferribacter. 


Rickettsia 


678896 3680323 Rickettsia 
Rickettsiaceae; 


Rickettsieae; 


Ochrobactrum anthropi 


anthropi Bacteria; 


Desulfomicrobium 


699831 Desulfomicrobium apsheronum 


Desulfomicrobium. 
Prosthecobacter 


hecobacter dejongeii 
Verrucomicrobiaceae; 


Prosthecobacter. 
Actinoplanes 


713392 Actinoplanes auranticolor 
omonosporineae; 


Micromonosporaceae; 


Actinoplanes 


14853 Actinoplanes 
Micromonosporineae; 


Mycoplasma pullorum 


67 Mycoplasma pullorum Bacteria; 


Actinomadura 
0 Actinomadura 


Streptosporangineae; 


Actinomadura 
6 Actinomadura 


Streptosporangineae; 


Actinomadura macra 


macra Bacteria; 
Thermomonosporaceae; 


Actinomadura 
8 Actinomadura 


Streptosporangineae; 


Actinocorallia 
2 Actinocorallia 
orangineae; 


Actinomadura coerulea 


31 Actinomadura coerulea Bacteria; 
ineae; 


osporaceae; 
Actinomadura 
0 Actinomadura 


sporangineae; 


Nonomuraea africana 


20 Nonomuraea africana Bacteria; 
ineae; 


orangiaceae; Nonomuraea. 
Geobacter chapelleii 


47 Geobacter chapelleii Bacteria; 
raceae; 


r. 
Rickettsia honei 


84 Rickettsia honei Bacteria; 
Rickettsieae; 


Rickettsia; spotted 


NR_025942.1 


Wolinella succinogenes 


3816954 3818434 Wolinella succinogenes 


Bacteria; Proteobacteria; Epsilonproteobacteria; Campylobacterales; Helicobacteraceae; Wolinella. 


489970 Bacteria_16S 


strain NCTC 3438 
Bacteria; 


Proteobacteria; E 


Rickettsia; 


strain ATCC VR-61 
Bacteria; Proteob 


Proteob 
489970 Bacteria_16S 
strain CS1 16S ri 


3825727 3825685 34 
16S ribosomal RNA, 
3827200 3827153 49 


3836177 3836102 1 


3846805 3846758 49 


3848295 3848248 49 


spotted fever group. 


489970 Bacteria_16S 


strain Mtul 16S r 


fever group. 


489970 Bacteria_16S 


nitrofigilis stra 
Bacteria; Proteob 


cryaerophilus str 
cryaerophilus Bac 
Arcobacter. 


489970 Bacteria_16S 


strain B9 16S rib 


strain IFO 15965 


strain Hk501 16S 
Spirochaetes; Spi 


489970 Bacteria_16S 
Ya501 16S ribosomal RNA, partial sequence 


Spirochaetales; S 


yamanashiensis st 
yamanashiensis Ba 
Micromonosporacea 


489970 Bacteria_16S 


strain HT31 16S r 
Spirochaetes; Spi 


489970 Bacteria_16S 


strain BN 126 16S 


strain OP 16S rib 


strain KLB 16S ri 


strain 101 16S ri 


strain 2761 16S 


Proteobacteria; B 


strain NZP 2213 1 


salexigens strain 
Bacteria; Proteob 


3849785 3849738 49 


3869513 3869466 49 


3871024 3870977 49 


3898925 3898878 49 
3903372 3903325 49 
3915554 3915479 1 
rochaetales; 
3916970 3916895 1 
3918323 3918276 49 
e; Spirilliplanes. 

3933950 3933875 1 
rochaetales; 
3941116 3941069 49 
3942559 3942512 49 
3948405 3948358 49 
3949863 3949816 49 
3964925 3964874 45 
3967893 3967846 49 


6S ribosomal RNA, 


3970844 3970797 49 


strain IAM 13153 


3976638 3976591 49 
16S ribosomal RNA, 


in 3-7-6 16S ribosomal RNA, 
eria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 
489970 Bacteria_16S 


76 


complete sequence 
acteria; Gammaproteobacteria; Pasteurellales; 


94 


bosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
489970 Bacteria_16S 
strain C-1 16S ri 
Proteobacteria; G 
489970 Bacteria_16S 
rhipicephali stra 
rhipicephali Bact 


76 


bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; Halomonadacea 


94 


complete sequence 


94 


1 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rickettsiales; 


94 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; 


94 


in CI 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campylobacterales; Campylobacteraceae; 
489970 Bacteria_16S 


94 


ain A 169/B 16S ribosomal RNA, partial sequence 
teria; Proteobacteria; Epsilonproteobacteria; 


94 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
489970 Bacteria_16S 


94 


16S ribosomal RNA, partial sequence 3902319 39037 
Actinobacteria; Actinobacteridae; Actinomycetales; Frankineae; 
489970 Bacteria_16S 


76 


ribosomal RNA, partial sequence 
Spirochaetaceae; Borrelia; 


76 


3915851 3917216 Borrelia 
pirochaetaceae; Borrelia; Borrelia burgdorferi group 
489970 Bacteria_16S 
rain YU 127-1 16S ribosomal RNA, partial 
cteria; Actinobacteria; Actinobacteridae; 


94 


76 


ibosomal RNA, partial sequence 
Spirochaetaceae; Borrelia. 


94 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; 
489970 Bacteria_16S 


94 


osomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
489970 Bacteria_16S 


94 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
489970 Bacteria_16S 


94 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
489970 Bacteria_16S 


94 


ribosomal RNA, partial sequence 
etaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
489970 Bacteria_16S 


94 


complete sequence 3966839 39683 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
489970 Bacteria_16S 

WS 68 16S ribosomal RNA, partial sequence 3969817 3971134 Rhodot 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodo ‘ 
489970 Bacteria_16S 


94 


94 


complete sequence 


219846346 |ref 


gi 


219846345 |ref 


gi 


3826129 3827602 Helicobacter 
Helicobacteraceae; 


219846338|ref 


gi 


3824598 3826078 Aviba 
Pasteurellaceae; 


NR_025937.1 


NR_025935.1 


NR_025928.1 


Avibacterium volantium 


cterium volantium 
Avibacterium. 


Helicobacter felis 


felis Bacteria; 
Helicobacter. 


Halomonas halodurans 


3835060 3836533 Halomonas halodurans Bacteria; 


219846331|ref 


gi 
ref 


gi| 219846330 


gi| 219846329 |ref 


Rickettsiales; 


3847238 3848677 Ricke 
Rickettsiaceae; 


NR_025921.1 


NR_025920.1 


NR_025919.1 


e; Halomonas. 


Rickettsia 


3845748 3847187 Rickettsia 
Rickettsiaceae; 


Rickettsieae; 


Rickettsia montanensis 


ttsia montanensis 
Rickettsieae; 


Rickettsia; 


Rickettsia massiliae 


3848728 3850167 Rickettsia massiliae Bacteria; 


219846316|ref 


gi 


219846315|ref 


gi 
Campyl 


219846296 |ref 


gi 


3868419 3869879 Arcob 


3869930 387139 


NR_025906.1 


NR_025905.1 
obacterales; 


NR_025886.1 


Rickettsia; spotted 


Arcobacter 


acter nitrofigilis 


Arcobacter. 
Arcobacter 

1 Arcobacter 

Campy lobacteraceae; 


Ahrensia kielensis 


3897893 3899299 Ahrensia kielensis Bacteria; 


219846293 |ref 


gi 


219846284 |ref 


gi 


Ahrensia. 
NR_025883.1 


NR_025874.1 


Cryptosporangium arvum 


83 Cryptosporangium arvum Bacteria; 
Cryptosporangiaceae; Cryptosporangium. 


Borrelia tanukii 


3914434 3915800 Borrelia tanukii Bacteria; 


Borrelia 


gi| 219846283 |ref 


219846282 /ref 


gi 
Actinomyce 


219846271|ref 


gi 


sequence 3917267 391873 


NR_025873.1 
turdi Bacter 


NR_025872.1 
tales; Micro 


NR_025861.1 


burgdorferi group. 


Borrelia turdi strain 
ia; Spirochaetes; 


Spirilliplanes 
6 Spirilliplanes 


monosporineae; 


Borrelia miyamotoi 


3932829 3934196 Borrelia miyamotoi Bacteria; 


gi| 219846265 |ref 


NR_025855.1 


Rhodobium marinum 


3940082 3941471 Afifella marina Bacteria; 


Afife 


gi|219846264|ref 


3941522 3942934 Acidiphilium 


Acetobacterace 


gi|219846260|ref 


3947368 3948780 Acidiphilium 


Acetobacterace 


gi| 219846259 |ref 


lla. 
NR_025854.1 


ae; Acidiphi 
NR_025850.1 


ae; Acidiphi 
NR_025849.1 


Acidiphilium rubrum 


rubrum Bacteria; 


lium. 
Acidiphilium angustum 


angustum Bacteria; 


lium. 
Acidocella aminolytica 


3948831 3950236 Acidocella aminolytica Bacteria; 


Acetobacterace 


gi| 219846249 |ref 


ae; Acidocel 
NR_025839.1 


la. 
Rhodocyclus tenuis 


3963836 3965295 Rhodocyclus tenuis Bacteria; 


Rh 


gi| 219846247 |ref 


219846245 |ref 


gi 


219846241 |ref 


15 Mesorhizobium 


odocyclus. 
NR_025837.1 


Mesorhizobi 
NR_025835.1 


bacteraceae 
NR_025831.1 


gi 


Mesorhizobium loti 
loti Bacteria; 

um. 

Rhodothalassium 
halassium salexigens 


Rhodothalassium. 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Brucellaceae; Mycoplana. 


Mycoplana bullata 


3975607 3977021 Mycoplana bullata Bacteria; 


489970 Bacteria_16S 3980789 3980742 49 94 gi|219846238|ref|NR_025828.1| Rhizobium galegae 
strain gal 1261 16S ribosomal RNA, partial sequence 3979744 3981209 Rhizobium galegae Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium. 
489970 Bacteria_16S 4024293 4024246 49 94 gi|219846207|ref|NR_025797.1| Agromyces salentinus 
strain 20-5 16S ribosomal RNA, partial sequence 4023267 4024647 Agromyces salentinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Microbacteriaceae; Agromyces. 

489970 Bacteria_16S 4054520 4054473 49 94 gi|219846184|ref|NR_025774.1| Serinicoccus marinus 
strain JC1078 16S ribosomal RNA, partial sequence 4053509 4054929 Serinicoccus marinus Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae; Intrasporangiaceae; Serinicoccus. 
489970 Bacteria_16S 4108888 4108841 49 94 gi|219846146|ref|NR_025736.1| Bartonella chomelii 
strain A828 16S ribosomal RNA, partial sequence 4107869 4109243 Bartonella chomelii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bartonellaceae; Bartonella. 

489970 Bacteria_16S 4122633 4122582 45 94 gi|219846135|ref|NR_025725.1| Petrobacter 
succinatimandens strain 4BON 16S ribosomal RNA, partial sequence 4121524 4123052 Petrobacter 
succinatimandens Bacteria; Proteobacteria; Betaproteobacteria; Rhodocyclales; Rhodocyclaceae; 
Petrobacter. 

489970 Bacteria_16S 4145663 4145632 45 76 gi|219846117|ref|NR_025707.1| Spiroplasma 
leptinotarsae strain LD-1B 16S ribosomal RNA, partial sequence 4144567 4146083 Spiroplasma 
leptinotarsae Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
489970 Bacteria_16S 4197733 4197686 49 94 gi|219846077|ref|NR_025667.1| Anoxybacillus gonensis 
strain G2 16S ribosomal RNA, partial sequence 4196627 4198008 Anoxybacillus gonensis Bacteria; 
Firmicutes; Bacillales; Bacillaceae; Anoxybacillus. 

489970 Bacteria_16S 4211217 4211170 49 94 gi|219846068|ref|NR_025658.1| Saccharothrix 
algeriensis strain SA 233 16S ribosomal RNA, partial sequence 4210162 4211590 Saccharothrix 
algeriensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; 
Actinosynnemataceae; Saccharothrix. 

489970 Bacteria_16S 4212765 4212718 49 94 gi| 219846067 |ref|NR_025657.1| Geobacillus lituanicus 


strain N-3 16S ri 
Firmicutes; Bacil 


489970 Bacteria_16S 


nitritigenes stra 
nitritigenes Bact 
Thermomonosporace 


489970 Bacteria_16S 


strain C3H-21 16S 
Actinobacteria; A 


489970 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


489970 Bacteria_16S 


strain SS 1019 16 
Firmicutes; Lacto 


489970 Bacteria_16S 


phaeovibrioides s 
phaeovibrioides B 
Chlorobium. 


489970 Bacteria_16S 


thiosulfatiphilum 
thiosulfatiphilum 


489970 Bacteria_16S 


joergensenii stra 
joergensenii Bact 
Desulfospira. 


489970 Bacteria_16S 


strain SL-4 16S r 
Firmicutes; Bacil 


489970 Bacteria_16S 


wiegelii strain R 
Bacteria; Firmicu 


489970 Bacteria_16S 


arabaticum strain 
arabaticum Bacter 


489970 Bacteria_16S 


strain BAL-1 16S 
Chrysiogenetes; C 


489970 Bacteria_16S 


propionicum strai 
Bacteria; Firmicu 


bosomal RNA, complete sequence 


4211641 42131 


16S ribosomal RNA, partial sequence 3080 
ammaproteobacteria; Legionellales; Leg 
31460 31414 50 94 gi 
S ribosomal RNA, partial sequence 
bacillales; Aerococcaceae; Facklamia. 
75323 75277 50 94 gi 
train 2631 16S ribosomal RNA, partial 
acteria; Chlorobi; Chlorobia; Chlorobi 


se 
al 


76699 76653 50 94 
strain 6230 16S ribosomal RNA, 
Bacteria; Chlorobi; Chlorobia; Chloro 
78209 78147 34 94 gi 
in B331 16S ribosomal RNA, partial seq 
eria; Proteobacteria; Deltaproteobacte 


gi 
partia 
bi 


ue 
ri 


100963 100917 50 94 
ibosomal RNA, complete sequence 
lales; Bacillaceae; Halobacillus. 
105571 105525 50 94 gi 
t8.Bl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
107091 107045 50 94 gi 
Z-7288 16S ribosomal RNA, partial seq 
ia; Firmicutes; Clostridia; Halanaerob 
131477 131431 50 94 gi 
ribosomal RNA, complete sequence 
hrysiogenales; Chrysiogenaceae; Chrysi 
152713 152667 50 94 gi 
n X2 16S ribosomal RNA, partial sequen 
tes; Clostridia; Clostridiales; Clostr 


gi 


nc 
S; 


ia 


ce 
id 


489970 Bacteria_16S 


1787 16S ribosoma 
Firmicutes; Clost 


184755 184709 50 94 gi 
1 RNA, partial sequence 
ridia; Clostridiales; 


Clostridiaceae; 


30363 


lales; Bacillaceae; Geobacillus. 

4218864 4218817 49 94 gi|219846062|ref|NR_025652.1 
in L 46 16S ribosomal RNA, partial sequence 4217823 421929 
eria; Actinobacteria; Actinobacteridae; Actinomycetales; Strepto 
ae; Actinomadura. 

4244539 4244492 49 94 gi|219722939|ref|NR_024571.1 
ribosomal RNA, partial sequence 4243475 42448 
ctinobacteridae; Actinomycetales; Micrococcineae; Dermabacterace 

4179 4117 34 94 gi|265679061|ref|NR_029369.1 


4533 


ionellacea 
265679043 
31864 


265679014 


quence 
es; 


265679013 
1 sequence 
Ch 
265679012 


ales; 


nce 
a; 


265678996 
99832 


10139 


265678993 


e 10448 


Thermoa 
265678991 
uence 


les; Hal 


265678975 
130392 13190 
ogenes. 

265678961 


15161 
iaceae; 


265678940 
183663 185179 Clostridium nexile DSM 1787 Bacteria; 
Clostridium. 


Chlo 


Desul 


e; L 
ref 


egionella. 
NR_029351.1 


ref |NR_029322.1 

74295 75601 
robiaceae; Chlor 
ref |NR_029321.1 

75652 77039 
lorobiaceae; Chl 
ref |NR_029320.1 

77090 78536 
fobacterales; De 
ref |NR_029304.1 
0 Halobacillus 


ref |NR_029301.1 
6 105949 Thermo 
naerobacteraceae 
ref|NR_029299.1 

106000 107471 
obacteroidaceae; 
ref |NR_029283.1 


ref |NR_029269.1 
7 153137 Clostr 
Clostridium. 


63 Geobacillus lituanicus Bacteria; 


Actinomadura 
1 Actinomadura 
sporangineae; 


Brachybacterium muris 


83 Brachybacterium muris Bacteria; 


ae; Brachybacterium. 
Legionella erythra 


Legionella erythra Bacteria; 


Facklamia sourekii 


Facklamia sourekii Bacteria; 


Chlorobium 
Chlorobium 
obium/Pelodictyon group; 
Chlorobaculum 
Chlorobaculum 
orobaculum. 

Desulfospira 
Desulfospira 
sulfobacteraceae; 


Halobacillus litoralis 


litoralis Bacteria; 


Thermoanaerobacter 
anaerobacter wiegelii 
Thermoanaerobacter. 
Acetohalobium 
Acetohalobium 
Acetohalobium. 
Chrysiogenes arsenatis 


, 


2 Chrysiogenes arsenatis Bacteria; 


Clostridium 
idium propionicum 


Clostridium nexile DSM 


ref|NR_029248.1 


489970 Bacteria_16S 189426 189380 50 94 gi| 265678937 |ref|NR_029245.1| Clostridium 
aminovalericum strain DSM 1283 16S ribosomal RNA, partial sequence 188349 189802 Clostridium 
aminovalericum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 192477 192435 34 76 gi| 265678935 |ref|NR_029243.1| Methylomonas 
aurantiaca strain JB103 16S ribosomal RNA, partial sequence 191357 192822 Methylomonas aurantiaca 
Bacteria; Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

489970 Bacteria_16S 209439 209389 46 94 gi|265678923|ref|NR_029231.1| Clostridium sporogenes 
strain McClung 2004 16S ribosomal RNA, partial sequence 208355 209857 Clostridium sporogenes 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 212542 212496 50 94 gi|265678921|ref|NR_029229.1| Clostridium baratii 
strain IP 2227 16S ribosomal RNA, partial sequence 211461 212968 Clostridium baratii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 232242 232196 50 94 gi|265678908|ref|NR_029216.1| Propionigenium 
modestum strain Gra Succ 2 16S ribosomal RNA, partial sequence 231154 232668 Propionigenium 
modestum Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriaceae; Propionigenium. 

489970 Bacteria_16S 244822 244776 50 94 gi|265678899|ref|NR_029207.1| Megasphaera elsdenii 
strain LC 1 16S ribosomal RNA, partial sequence 243690 245115 Megasphaera elsdenii Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megasphaera. 

489970 Bacteria_16S 255302 255256 50 94 gi|265678892|ref|NR_029200.1| Afipia broomeae strain 
F186 16S ribosomal RNA, partial sequence 254252 255652 Afipia broomeae Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Afipia. 

489970 Bacteria_16S 270254 270208 50 94 gi|265678880|ref|NR_029186.1| Thermoanaerobacterium 
polysaccharolyticum strain KMTHCJT 16S ribosomal RNA, partial sequence 269183 270620 


Thermoanaerobacterium polysaccharolyticum Bacteria; Firmicutes; Clostridia; 
hermo 


Thermoanaerobacte 


489970 Bacteria_16S 


strain 01008 16S 
Tenericutes; Moll 


489970 Bacteria_16S 


strain Kol5a 16S 
Aquificae; Aquifi 


489970 Bacteria_16S 


vibrioformis stra 
vibrioformis Bact 


489970 Bacteria_16S 


A strain ELTDK 10 
Bacteria; Firmicu 


489970 Bacteria_16S 


strain H168 16S r 


rales; Thermoanaerobacterales Family I 
286928 286882 50 94 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
291541 291495 50 94 gi 
ribosomal RNA, partial sequence 
cales; Aquificaceae; Aquifex. 

294598 294552 50 94 gi 
in 6030 16S ribosomal RNA, partial seq 
eria; Chlorobi; Chlorobia; Chlorobiale 
314390 314340 46 94 gi 
3 16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 
323408 323362 50 94 gi 
ibosomal RNA, complete sequence 


285875 28729 


290399 29196 


322285 32381 


II. Incert 
265678869 


265678866 


265678864 

uence 

s; Chlorob 

265678851 
31331 

idiaceae; 

265678845 


ae S 
ref 


edis; T 
NR_029175.1 


ref|NR_029172.1 


anaerobacterium. 
Mycoplasma testudinis 


0 Mycoplasma testudinis Bacteria; 


Aquifex pyrophilus 


2 Aquifex pyrophilus Bacteria; 


ref|NR_029170.1| Prosthecochloris 
293547 295005 Prosthecochloris 

iaceae; Prosthecochloris. 

ref|NR_029157.1| Clostridium botulinum 

5 314767 Clostridium botulinum A 

Clostridium. 

ref|NR_029150.1| Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Firmicutes; Clostridia; Halanaerobiales; Halanaerobiaceae; Halothermothrix. 

489970 Bacteria_16S 332768 332722 50 94 gi|265678839|ref|NR_029144.1] Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

489970 Bacteria_16S 383861 383815 50 94 gi|265678799|ref|NR_029104.1| Bradyrhizobium betae 


strain PL7HG1 16S 
Proteobacteria; A 


489970 Bacteria_16S 


strain RV-12x 16S 


Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 

489970 Bacteria_16S 394665 394619 50 94 gi|265678792|ref|NR_029097.1 
strain AIP 354.02 16S ribosomal RNA, partial sequence 393626 394999 Oribac 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Oribacterium. 

489970 Bacteria_16S 438020 437958 34 94 gi|265678763|ref|NR_029068.1 
kentuckyensis strain NRRL B-24129 16S ribosomal RNA, partial sequence 436922 
kentuckyensis Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudo 


Pseudonocardiacea 


489970 Bacteria_16S 


acidaminovorans s 
acidaminovorans B 


489970 Bacteria_16S 
osomal RNA, partial sequence 


psilonproteobacteria; Nautiliales; Nau 
489970 Bacteria_16S 


strain CR 16S rib 
Proteobacteria; E 


strain ID131577 1 
Actinobacteria; R 


strain LF13 16S r 
Caldithrix. 


ibosomal RNA, partial sequence 


ribosomal RNA, partial sequence 
lphaproteobacteria; Rhizobiales; Brady 
388510 388464 50 94 gi 
ribosomal RNA, partial sequence 


e; Amycolatopsis. 


567965 567919 50 94 gi 
c 


gi 


Solirubrobacterales; 
582971 582925 50 94 


489970 Bacteria_16S 


382807 38428 


387448 38884 


536318 53780 
tiliaceae; 


6S ribosomal RNA, partial sequence 566874 56834 
ubrobacteridae; 
489970 Bacteria_16S 


onexibacte 


581868 58337 


rhizobiace 
265678796 


483780 483734 50 94 gi| 265678729 |ref|NR_029034.1 
train sr15 16S ribosomal RNA, partial sequence 482698 484170 
acteria; Synergistetes; Synergistia; Synergistales; Synergistace 

537388 537342 50 94 gi|265678694|ref|NR_028999.1 


265678674 


265678664 


620823 620777 50 94 gi 


ae; 
ref 


Bradyrhizobi 
NR_029101.1 


Caminibacter. 
ref |NR_028979.1 


ae; Conexiba 


ref|NR_028969.1 


265678638 


hydrogeniphilus strain AM1116 16S ribosomal RNA, partial sequence 
hydrogeniphilus Bacteria; Proteobacteria; Epsilonproteobacteria; Nautiliales; Nautiliaceae; Caminibacter. 


9 Bradyrhizobium betae Bacteria; 


um. 
Veillonella ratti 


3 Veillonella ratti Bacteria; 


Oribacterium sinus 
terium sinus Bacteria; 


Amycolatopsis 
438427 Amycolatopsis 
nocardineae; 


Dethiosulfovibrio 
Dethiosulfovibrio 

ae; Dethiosulfovibrio. 
Caminibacter profundus 


2 Caminibacter profundus Bacteria; 


Conexibacter woesei 


3 Conexibacter woesei Bacteria; 
race 


cter. 
Caldithrix abyssi 


1 Caldithrix abyssi Bacteria; 


ref|NR_028943.1 
619766 621178 


Caminibacter 
Caminibacter 


489970 Bacteria_16S 626858 626812 50 94 gi| 265678634 
strain GraTa 2 16S ribosomal RNA, partial sequence 625776 62729 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Ilyobacter. 

489970 Bacteria_16S 632939 632893 50 94 gi| 265678629 


strain Z 4493 16S ribosomal RNA, partial sequence 631874 63335 
Firmicutes; Clostridia; Clostridiales; Eubacteriaceae; 
489970 Bacteria_16S 634475 634429 50 94 gi| 265678628 
strain VPB 4027 16S ribosomal RNA, partial sequence 633402 63487 


Fusobacteria; Fusobacteriales; Fusobacteriaceae; Fusobacterium. 

489970 Bacteria_16S 658730 658684 50 94 gi|265678610|ref|NR_028915.1 
strain L1-92 16S ribosomal RNA, partial sequence 657665 659120 Anaerostipes 
Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Anaerostipes. 

489970 Bacteria_16S 732987 732925 34 94 gi|265678560|ref|NR_028864.1 
6611 16S ribosomal RNA, partial sequence 731878 733268 Thiocapsa rosea Bacte 
Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiocapsa. 

489970 Bacteria_16S 743591 743545 50 94 gi|265678551|ref|NR_028855.1 
strain 3-p 16S ribosomal RNA, partial sequence 742578 74395 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
489970 Bacteria_16S 767041 766995 50 94 gi 
montpellierensis strain ADV 281.99 16S ribosomal RNA, p 
montpellierensis Bacteria; Firmicutes; Clostridia; Clos 
489970 Bacteria_16S 802410 802364 50 94 gi 
subterraneus strain C21 16S ribosomal RNA, complete seq 
subterraneus Bacteria; Firmicutes; Clostridia; Clostrid 
Thermaerobacter. 
489970 Bacteria_16S 


Rhodospiri 
265678535 


tridiales; 
265678511 
uence 
iales; Clo 
805431 805385 50 94 gi| 265678509 
strain AIP313.00 16S ribosomal RNA, partial sequence 804384 80579 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Anaeroglo 
489970 Bacteria_16S 816160 816114 50 94 gi| 265678502 


zijingensis strain 6330 16S ribosomal RNA, partial sequence 81510 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
Pseudonocardia. 

489970 Bacteria_16S 846652 846606 50 94 gi| 265678482 
strain 19 16S ribosomal RNA, partial sequence 845553 84708 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridiu 
489970 Bacteria_16S 850963 850917 50 94 gi| 265678479 
strain OS Hl 16S ribosomal RNA, partial sequence 849874 85135 
Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliore 
489970 Bacteria_16S 869404 869358 50 94 gi| 265678466 
trevisanii strain 'WeeTee' 1999 16S ribosomal RNA, partial sequen 
trevisanii Bacteria; Fusobacteria; Fusobacteriales; Fusobacteriac 
489970 Bacteria_16S 870871 870825 50 94 gi| 265678465 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; Rhizo 
Bradyrhizobium. 

489970 Bacteria_16S 879651 879605 50 94 gi| 265678459 


marinus subsp. pastoris strain PCC 9511 16S ribosomal RNA, partia 


Acetobacte 


artial seq 


ref |NR_028939.1 


ref|NR_028934.1 


rium. 
ref |NR_028933.1 
3 Fusobacterium 


llac 
ref 
uenc 


eae; Rhodoci 
NR_028839.1 
e 765978 
Veillonellaceae 
ref|NR_028814.1 

801287 802838 
stridiales Famil 


ref |NR_028812.1 
1 Anaeroglobus 
bus. 
ref|NR_028805.1 
9 816530 Pseudo 
donocardineae; P 
ref |NR_028785.1 
m. 

ref |NR_028782.1 
stis. 
ref |NR_028769.1 
ce 868327 869787 
eae; Leptotrichi 
NR_028768.1 
869838 871263 
biales; Bradyrhi 


ref 
1 se 


NR_028762.1 
quence 


Ilyobacter tartaricus 


0 Ilyobacter tartaricus Bacteria; 


Acetobacterium tundrae 


1 Acetobacterium tundrae Bacteria; 


Fusobacterium equinum 
equinum Bacteria; 


Anaerostipes caccae 


caccae Bacteria; 


Thiocapsa rosea strain 
ria; Proteobacteria; 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 


sta. 

Veillonella 

767386 Veillonella 
Veillonella. 
Thermaerobacter 
Thermaerobacter 

y XVII. Incertae Sedis; 


’ 


Anaeroglobus geminatus 


geminatus Bacteria; 


Pseudonocardia 
nocardia zijingensis 
seudonocardiaceae; 


Clostridium scindens 


1 Clostridium scindens Bacteria; 


Heliorestis baculata 


8 Heliorestis baculata Bacteria; 


Leptotrichia 
Leptotrichia 
a. 
Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Prochlorococcus 
878614 880078 


Prochlorococcus marinus subsp. pastoris Bacteria; Cyanobacteria; Prochlorales; 


Prochlorococcaceae; Prochlorococcus. 

489970 Bacteria_16S 884281 884235 50 94 gi| 265678455 
hydrothermale strain MT-96 16S ribosomal RNA, partial sequence 
hydrothermale Bacteria; Proteobacteria; Deltaproteobacteria; Synt 
Desulfacinum. 

489970 Bacteria_16S 888863 888802 34 94 gi| 265678452 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 88778 


ref|NR_028757.1 
883190 884650 


rophobacterales; 


ref|NR_028754.1 
3 889225 Saccha 


Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; P 
Saccharopolyspora. 

489970 Bacteria_16S 921220 921174 50 94 gi|265678431|ref|NR_028733.1 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequence 920164 921628 
heliotrinireducens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; C 
Coriobacteriaceae; Slackia. 

489970 Bacteria_16S 939728 939682 50 94 gi|265678419|ref|NR_028721.1 
strain BT-H1l 16S ribosomal RNA, complete sequence 938639 94015 

Firmicutes; Clostridia; Clostridiales; Heliobacteriaceae; Heliorestis. 

489970 Bacteria_16S 978199 978153 50 94 gi|265678392|ref|NR_028694.1 
geysericola strain GC-42 16S ribosomal RNA, partial sequence 977181 978580 
geysericola Bacteria; Chloroflexi; Herpetosiphonales; Herpetosiphonaceae; Herpeto 
489970 Bacteria_16S 1022655 1022609 50 94 gi|265678363|ref|NR_028665.1 
pneumoniae strain ATCC 33400 16S ribosomal RNA, complete sequence 1021546 102306 
pneumoniae Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus 
489970 Bacteria_16S 1024226 1024180 50 94 gi|265678362|ref|NR_028664.1 


strain NS51 16S ribosomal RNA, 
Firmicutes; Lactobacillales; 


complete sequence 


Streptococcaceae; Streptococcus. 


Desulfacinum 
Desulfacinum 
Syntrophobacteraceae; 


Saccharopolyspora 
ropolyspora flava 
seudonocardiaceae; 


Slackia 
Slackia 


oriobacterineae; 


Heliorestis daurensis 


5 Heliorestis daurensis Bacteria; 


Herpetosiphon 
Herpetosiphon 
siphon. 

Streptococcus 
0 Streptococcus 


Streptococcus mitis 


1023111 1024630 Streptococcus mitis Bacteria; 


489970 Bacteria_16S 
rhenobacensis strain Klemme Rb 16S ribosomal RNA, parti 
rhenobacensis Bacteria; Proteobacteria; Alphaproteobact 


Rhodopseudomonas. 


489970 Bacteria_16S 


tukisamuensis str 
tukisamuensis Bac 
Nocardiaceae; Rho 


strain 21F-2 16S 


1057656 1057610 50 


1075681 1075635 50 


1080071 1080025 50 


ribosomal RNA, partial sequence 


94 gi 


94 gi 


ain Mb8 16S ribosomal RNA, partial seq 
teria; Actinobacteria; Actinobacterida 
dococcus. 
489970 Bacteria_16S 


94 gi 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


489970 Bacteria_16S 


indonesiensis str 


1093796 1093750 50 


94 gi 


ain 5H-1 16S ribosomal RNA, partial se 


265678339 
eria; 


265678327 
uence 


265678323 


1079018 10804 
Acetobacte 


265678314 
quence 


al sequenc 
Rhiz 


e; Actinomycet 


ref |NR_028641.1 
e 1056603 105808 
obiales; Bradyr 


ref|NR_028629.1 
1074605 107593 
ales; Coryn 


ref |NR_028625.1 


raceae; Acetobac 
NR_028616.1 
1092739 109419 


h 


e 


Rhodopseudomonas 
7 Rhodopseudomonas 
izobiaceae; 


Rhodococcus 
5 Rhodococcus 


bacterineae; 


Acetobacter orientalis 


18 Acetobacter orientalis Bacteria; 


ter. 
Acetobacter 
2 Acetobacter 


indonesiensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

489970 Bacteria_16S 1095237 1095191 50 94 gi|265678313|ref|NR_028615.1| Acetobacter peroxydans 
strain NBRC 13755 16S ribosomal RNA, partial sequence 1094243 1095577 Acetobacter peroxydans 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Acetobacter. 

489970 Bacteria_16S 1096681 1096635 50 94 gi|265678312|ref|NR_028614.1| Acetobacter 
orleanensis strain NBRC 13752 16S ribosomal RNA, partial sequence 1095628 1097070 Acetobacter 
orleanensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Acetobacter. 

489970 Bacteria_16S 1110325 1110279 50 94 gi|265678302|ref|NR_028604.1| Collinsella 
aerofaciens strain JCM 10188 16S ribosomal RNA, partial sequence 1109258 1110720 Collinsella 
aerofaciens Bacteria; Actinobacteria; Coriobacteridae; Coriobacteriales; Coriobacterineae; 
Coriobacteriaceae; Collinsella. 

489970 Bacteria_16S 1117966 1117920 50 94 gi| 265678297 |ref|NR_028598.1| Streptococcus pyogenes 


strain I-273 16S 
Firmicutes; Lacto 


dehalogenans 2CP- 
2CP-1 Bacteria; P 
Anaeromyxobacter. 


489970 Bacteria_16S 
Cc 2781 
Cc 2781 
489970 Bacteria_16S 


AT 
AT 


serovar 3 str. 
serovar 3 str. 


wolinii strain DB 
Bacteria; Proteob 
Syntrophobacter. 


489970 Bacteria_16S 
n QMT2 

acteria 
489970 Bacteria_16S 

1 RNA, 
Deinococcus-Thermus; 
489970 Bacteria_16S 


lucentensis strai 
Bacteria; Proteob 


1279 16S ribosoma 


peptidovorans DSM 
peptidovorans DSM 
Dethiosulfovibrio 


489970 Bacteria_16S 


DSM 18053 16S rib 
Bacteria; Bactero 


colombiense DSM 1 
12261 Bacteria; S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


489970 Bacteria_16S 


strain 01-570-1 1 
Firmicutes; Lacto 


gallinaceus strai 
gallinaceus Bacte 


strain R-4069 16S 
Proteobacteria; G 


ribosomal RNA, 
bacilla 
489970 Bacteria_16S 
1 16S r 
roteoba 


acteria 


bacillales; 
489970 Bacteria_16S 
n CCUG 42692 16S ribosomal RNA, partia 
ria; 
489970 Bacteria_16S 

ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; P 
489970 Bacteria_16S 


les; 
1120977 1120931 50 


cteria; 
1122532 1122486 50 


5 Bacteria; 
1126996 1126950 50 
16S ribosomal 


’ 


1151170 1151124 50 


La 
1158714 1158668 50 
partial sequence 
Deinococci; Thermales; 
1172436 1172390 50 
11002 


11002 Bacteria; 


1199660 1199614 50 


osomal RNA, partial sequence 
idetes; 
489970 Bacteria_16S 


Sphingobacteria; 
1201150 1201104 50 


Synergistia; 
1208785 1208739 50 


osomal RNA, partial sequence 
acteria; 


Coriobacteridae; 
1220713 1220663 46 
1225264 1225218 50 
Firmicutes; 


1229864 1229802 34 


1231408 1231362 50 


partial sequence 
Streptococcaceae; 


Lactobacillales; 


94 gi 


ibosomal RNA, partial sequence 
Deltaproteobacteria; My 


94 gi 


5 16S ribosomal RNA, partial se 
Tenericutes; Mollic 


94 gi 


RNA, partial sequence 
Deltaproteobacteria; 


94 gi 


16S ribosomal RNA, partial sequ 
Alphaproteobacteria; Rhodospi 


94 gi 


1157686 1159115 Meiot 
Meiothermus. 


Thermaceae; 
94 gi 


16S ribosomal RNA, partial sequ 
Synergistetes; 


94 gi 


94 gi 


2261 16S ribosomal RNA, partial sequen 
ynergistetes; 
489970 Bacteria_16S 


Synergistal 


94 gi 


94 gi 


tis. 
94 gi|219878314|ref|NR_025453.1 
1 sequence 1224170 122567 
Streptococcaceae; Streptococcu 
94 gi|219878280|ref|NR_025419.1 


94 gi 


Syntroph 


Synerg 


1198618 
Sphingobacter 


1116890 11182 
Streptoc 


occus. 
228716127 


228715451 
quence 
utes; 
253680772 
11259 


253680756 
ence 11501 
rillales; 

228721491 


228719312 
ence 11713 
istia 


, 


228715480 
12000 
iales; 
228715386 
ce 12000 
es; S 
228715352 


1207714 12091 
Coriobacteri 


ales; Cori 


219878362 


6S ribosomal RNA, partial sequence 1219617 12211 
Carnobacteriaceae; Allofus 


1228770 12302 


seudomonad 
219878275 


11198 
xococcales 


Myco 


obacterale 


Syn 


Fle 


ynerg 


82 Streptococcus 


ref|NR_027547.1 
56 1121404 Anaero 
Cystobacterine 


v 


ref |NR_027532.1 

1121455 112289 
plasmataceae; Ur 
ref|NR_028020.1 
86 1127376 Syntro 
s; Syntrophobact 


ref |NR_028004.1 
78 1151571 Thalas 
Rhodospirillacea 
ref|NR_027614.1 
hermus ruber DSM 


ref|NR_027582.1 
45 1172849 Dethio 
ergistales; Syne 
ref |NR_027533.1 
xibacteraceae; D 
ref|NR_027531.1 
61 1201579 Aminob 
istaceae; Aminob 
ref |NR_027524.1 


obacterineae; Co 


ref|NR_025501.1 


aceae; Cellvibri 


pyogenes Bacteria; 


Anaeromyxobacter 
myxobacter dehalogenans 
ae; Myxococcaceae; 


Ureaplasma parvum 
3 Ureaplasma parvum 
eaplasma. 
Syntrophobacter 
phobacter wolinii 
eraceae; 


Thalassospira 

sospira lucentensis 

e; Thalassospira. 
Meiothermus ruber DSM 
1279 Bacteria; 


Dethiosulfovibrio 
sulfovibrio 


rgistaceae; 


Dyadobacter fermentans 


10 Dyadobacter fermentans DSM 18053 


yadobacter. 
Aminobacterium 
acterium colombiense DSM 
acterium. 
Cryptobacterium curtum 


42 Cryptobacterium curtum DSM 15641 


riobacteriaceae; 


Allofustis seminis 


16 Allofustis seminis Bacteria; 


Streptococcus 

1 Streptococcus 

Ss. 

Cellvibrio gandavensis 


55 Cellvibrio gandavensis Bacteria; 
oO. 


ref|NR_025414.1 


Thermocrinis albus 


strain HI 11/12 16S ribosomal RNA, complete sequence 1230306 1231793 Thermocrinis albus DSM 14484 
Bacteria; Aquificae; Aquificales; Aquificaceae; Thermocrinis. 


489970 Bacteria_16S 
train 853-15 16S ribosomal RNA, partia 
Clostridia; 


metallireducens s 
metallireducens B 


489970 Bacteria_16S 
19172 16S ribosomal RNA, partial sequ 
Deinococci; 


radiopugnans ATCC 
19172 Bacteria; D 


489970 Bacteria_16S 
16S ribosomal RNA, partial sequence 


Clostridia; Clost 


489970 Bacteria_16S 


2077 16S ribosoma 
Deltaproteobacter 


489970 Bacteria_16S 


strain VPI 0546 1 
Actinobacteria; C 


489970 Bacteria_16S 


lactoaceticus 6A 
Bacteria; Firmicu 
Sedis; Caldicellu 


489970 Bacteria_16S 


brockii subsp. br 


Thermoanaerobacte 


489970 Bacteria_16S 
p- dysgalactiae strain ATCC 43078 16S 


dysgalactiae subs 


1245019 1244973 50 


acteria; Firmicutes; 
1259942 1259896 50 


einococcus-Thermus; 
1265958 1265912 50 


6S ribosomal RNA, 
oriobacteridae; 
1302030 1301984 50 


tes; Clostridia; 
losiruptor. 

1314182 1314136 50 
ockii strain HTD4 


rales; 
1323499 1323453 50 


94 gi| 219857537 |ref|NR_025125.1 

1 sequence 1243915 124542 
Clostridiales; Peptococcaceae; 

94 gi|219846811|ref|NR_026403.1 

ence 1258878 1260346 Deinoc 


94 gi 


94 gi 


94 gi 


16S ribosomal RNA, 
Thermoanaerobacter brockii subsp. brockii Bacteria; 
Thermoanaerobacteraceae; 


Thermoanaerobacter. 
94 gi| 228715345 |ref|NR_027517.1 
ribosomal RNA, partial se 


Deinoc 


Cori 


occales; 


complete sequence 1289055 12904 
Coriobacteriales; 


obacterin 


s; Thermo 


partial s 


219846539 
1264886 1266379 Clostridium grantii Bacteria; Firmicutes; 


219846639 
16S ribosomal RNA, partial sequence 1300923 13024 
Thermoanaerobacterale 


228718892 


Firmicutes; 


eino 
ref 


D coccaceae; 


NR_026131.1 


Coriobacteri 
NR_026231.1 


eae; 


ref 
anaerobacterales 
ref 
quen 


NR_027577.1 


e ce 131309 


D 


Clostridia; 


quence 


Desulfitobacterium 
8 Desulfitobacterium 
Desulfitobacterium. 
Deinococcus 
occus radiopugnans ATCC 
einococcus. 
Clostridium grantii Al 


ridiales; Clostridiaceae; Clostridium. 

1272099 1272053 50 94 gi|219846399|ref|NR_025990.1| Desulfonema magnum DSM 
1 RNA partial sequence 1271016 1272493 Desulfonema magnum Bacteria; Proteobacteria; 
ia; Desulfobacterales; Desulfobacteraceae; Desulfonema. 

1290055 1289993 34 94 gi|219846501|ref|NR_026093.1| Atopobium parvulum 


02 Atopobium parvulum Bacteria; 


aceae; Atopobium. 
Caldicellulosiruptor 


27 Caldicellulosiruptor lactoaceticus 6A 


Family III. Incertae 


Thermoanaerobacter 


4 1314606 


Streptococcus 
1322385 1323890 


Streptococcus dysgalactiae subsp. dysgalactiae Bacteria; Firmicutes; Lactobacillales; 


Streptococcaceae; 


489970 Bacteria_16S 


15470 strain E7.2 
Bacteria; Firmicu 


489970 Bacteria_16S 


hafniense strain 


DCB-2 Bacteria; F 


489970 Bacteria_16S 
rain ATCC 25563 16S ribosomal RNA, par 
Fusobacteria; 


gonidiaformans st 
gonidiaformans AT 


489970 Bacteria_16S 


strain ATCC 29176 
29176 Bacteria; F 


489970 Bacteria_16S 


hamburgensis stra 
Bacteria; Proteob 


strain L1-82 16S 
Bacteria; Firmicu 


489970 Bacteria_16S 
ain HD 100 16S ribosomal RNA, partial 
Proteobacteria; 


bacteriovorus str 
bacteriovorus HD1 
Bdellovibrio. 


489970 Bacteria_16S 


cibinongensis str 
cibinongensis Bac 
Acetobacter. 


489970 Bacteria_16S 
strain 108 16S ribosomal RNA, partial 
Lactobacillales; 


pseudopneumoniae 
pseudopneumoniae 


489970 Bacteria_16S 
vincentii ATCC 49256 16S ribosomal RNA, 
vincentii ATCC 49256 Bacteria; 


nucleatum subsp. 
nucleatum subsp. 
Fusobacterium. 


489970 Bacteria_16S 


saccharolyticum s 
1498218 Ha 
Halanaerobiales; 


489970 Bacteria_16S 


brockii subsp. la 


Thermoanaerobacte 


489970 Bacteria_16S 


ATCC 49176 strain 
ATCC 49176 Bacter 


Streptococcus. 
1329551 1329505 50 


tes; Clostridia; 


1341793 1341747 50 


irmicutes; Clostridia; 
1358537 1358491 50 


Cc 25563 Bacteria; 
1364480 1364434 50 


irmicutes; Clostridia; 
1365910 1365864 50 
1384193 1384147 50 


tes; Clostridia; 


1390220 1390174 50 
00 Bacteria; 


1406601 1406555 50 


1411111 1411065 50 


Bacteria; Firmicutes; 
1482764 1482718 50 


1497836 1497790 50 
ubsp. 


Halanaerobiaceae; 
1506679 1506633 50 
rales; 


1511376 1511330 50 


ia; Firmicutes; 


489970 Bacteria_16S 


1517276 1517214 34 


ribosomal RNA, partial sequence 
Clostridiales; 


GIFU 12707 16S ribosomal RNA, 


94 gi 


5 16S ribosomal RNA, partial sequence 
Clostridiales; Veillo 


94 gi 


DCB-2 16S ribosomal RNA, partial seque 
Clostridiales; 


94 gi 


94 gi 


16S ribosomal RNA, partial sequence 
Clostridiales; 


94 gi 


in X14 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Rhizobia 
489970 Bacteria_16S 


94 gi 


94 gi 


94 gi 


ain 4H-1 16S ribosomal RNA, partial se 
teria; Proteobacteria; Alphaproteobacteria; 


94 gi 


94 gi 


Fusobac 


94 gi 


saccharolyticum strain DSM 6643 
lanaerobium saccharolyticum subsp. 
Halanaerobium. 


sac 


94 gi 


ctiethylicus strain SEBR 5268 16S ribo 
Thermoanerobacter brockii subsp. 
Thermoanaerobacteraceae; 


lactiethylicus 


Thermo 
gi 
complet 


94 


Lactobacillales; Aeroc 


94 gi 


Fusob 


Deltaprot 


1328 
nellaceae 


nce 1340 
Peptococc 


tial sequ 
acteriale 


1363 


Ruminococ 


1364 
Brad 


ence 
les; 


1384 


spiraceae 


sequence 
eobacteri 


quence 
Rho 


sequence 
Streptoc 


partial 


teria; Fu 


16 
ch 


S ribos 
arolyti 
somal RNA 
aerobac 


an 


e 
oc 


sequenc 
caceae; 


phosphitoxidans strain FiPS3 16S ribosomal RNA, partial sequence 


219846090 


228721140 


228720055 


228719063 


228719040 


228716944 

1383100 
Lachno 
228716586 


219857143 


224581432 


219878151 


219846665 


219846365 
Bacteria; 


219846273 


219873435 


ref|NR_025680.1 
39 1329962 Dialis 
Dialister. 
ref|NR_027603.1 
74 1342203 Desulf 
ceae; Desulfitob 
ref|NR_027588.1 
nce 135754 
; Fusobacteriace 
ref|NR_027579.1 
15 1364816 Rumino 
aceae; Ruminococ 
ref|NR_027578.1 
67 1366328 Nitrob 
rhizobiaceae; Ni 
ref|NR_027557.1 


4 


, 


6 
a 


e 
s 


4 
c 


8 
Y. 


5 
; Roseburia. 
ref|NR_027553.1 
1389197 139049 


Bdellovibriona 


a; 


ref|NR_024771.1 
1405568 140698 
dospirillales; Ac 


ref|NR_027214.1 
1410019 141148 
ccaceae; Strepto 
ref|NR_025290.1 
sequence 148170 
obacteriales; Fu 


fo} 


s 


ref 
omal 
(o: 


NR_026257.1 
RNA, complet 
Bacteria; Fir 
ref|NR_025956.1 
partial sequenc 
Firmicutes; 
er. 
ref|NR_025863.1 

1510256 151166 
Abiotrophia. 


, 


t 


e 


Dialister invisus DSM 
ter invisus DSM 15470 


Desulfitobacterium 

itobacterium hafniense 

acterium. 
Fusobacterium 

0 1358872 Fusobacterium 

ae; Fusobacterium. 

Ruminococcus lactaris 

coccus lactaris ATCC 

cus. 

Nitrobacter 

acter hamburgensis X14 

trobacter. 

Roseburia intestinalis 


81 Roseburia intestinalis L1-82 


Bdellovibrio 
0 Bdellovibrio 
les; Bdellovibrionaceae; 


Acetobacter 
1 Acetobacter 
etobacteraceae; 


Streptococcus 

6 Streptococcus 
coccus. 

Fusobacterium 

3 1483108 Fusobacterium 
sobacteriaceae; 


Halanaerobium 
e sequence 1496733 
micutes; Clostridia; 


Thermoanerobacter 
e 1505601 1507107 


Clostridia; 


Abiotrophia defectiva 
6 Abiotrophia defectiva 


ref |NR_025194.1 
1516159 151759 


Desulfotignum 
6 Desulfotignum 


phosphitoxidans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 


Desulfotignum. 


489970 Bacteria_16S 


strain LB37 16S r 
Fusobacteria; Fus 


489970 Bacteria_16S 


strain LB23 16S r 
Fusobacteria; Fus 


489970 Bacteria_16S 


faecalis strain g 
Bacteria; Proteob 
2782 Bacteria; 


strain 4-1 16S ri 
Firmicutes; Bacil 


489970 Bacteria_16S 


auripigmenti stra 
auripigmenti Bact 


489970 Bacteria_16S 


karajensis strain 
Bacteria; Firmicu 


489970 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; R 


strain WAL 14325 
Fusobacteria; Fus 


489970 Bacteria_16S 


strain DSM 
Firmicutes; 


1672 1 
Clost 


489970 Bacteria_16S 


strain LMG 1746 1 


strain LMG 1625 1 


entericus strain 
entericus Bacteri 


489970 Bacteria_16S 


strain DSM 10404 
Bacteria; Firmicu 


489970 Bacteria_16S 


strain VenChi2 16 
Fusobacteria; Fus 


489970 Bacteria_16S 


strain M577-94 16 
Firmicutes; Lacto 


489970 Bacteria_16S 


strain DSM 9172 1 
Firmicutes; Lacto 


489970 Bacteria_16S 


strain DSM 5651 1 
Proteobacteria; D 


strain DSM 20285 
Firmicutes; Lacto 


489970 Bacteria_16S 


strain CHO01A 16S 
Proteobacteria; E 


spinosispora stra 
spinosispora Bact 
Pseudonocardiacea 


489970 Bacteria_16S 


strain m2661/98/1 
Firmicutes; Lacto 


1567024 1566978 50 


obacteriales; 
1568559 1568513 50 


obacteriales; 
1573065 1573019 50 
1577640 1577594 50 


Clostridia; 
1685856 1685794 34 


lales; Bacillaceae; 
1693502 1693456 50 


Firmicutes; 
1702822 1702776 50 


eria; 


tes; Bacillales; 


1705822 1705776 50 


1721069 1721023 50 


obacteriales; 
1748462 1748416 50 


ridia; 
1749952 1749906 50 


1751444 1751398 50 


1765187 1765141 50 


Firmicutes; 

1824421 1824375 50 
16S ribosomal RNA, 
tes; Bacillales; 
1831980 1831934 50 


a; 


obacteriales; 
1844290 1844244 50 


bacillales; 
1857763 1857717 50 


bacillales; 
1896263 1896217 50 


1918618 1918572 50 


bacillales; 


1935395 1935349 50 


1950682 1950636 50 


Pseudonocardia. 
1961270 1961224 50 


e; 


bacillales; 


489970 Bacteria_16S 


1970246 1970200 50 


2782 16S ribosomal RNA, 
Firmicutes; 
489970 Bacteria_16S 


94 


ibosomal RNA, partial sequence 
Fusobacteriaceae; 


94 


ibosomal RNA, partial sequence 
Fusobacteriaceae; 


94 


c 16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Rhizobiales; 
489970 Bacteria_16S 
papyrosolvens DSM 


94 


Clostridiales; 


gi|219846058|ref|NR_025648.1| Leptotrichia shahii 
1565947 1567431 Leptotrichia shahii Bacteria; 
Leptotrichia. 
gi|219846057|ref|NR_025647.1| Leptotrichia hofstadii 
1567482 1568967 Leptotrichia hofstadii Bacteria; 
Leptotrichia. 
gi|219857383|ref|NR_024971.1| Rhodopseudomonas 
1572032 1573475 Rhodopseudomonas faecalis 
Bradyrhizobiaceae; Rhodopseudomonas. 
gi|219846510|ref|NR_026102.1| Clostridium 
complete sequence 1576577 1578067 Clostridium papyrosolvens DSM 
Clostridiaceae; Clostridium. 
gi|219878418|ref|NR_025557.1| Bacillus aeolius 


94 


bosomal RNA, partial sequence 
Bacillus. 


94 


Clostridia; 


94 


MA-2 16S ribosomal RNA, partial sequence 
Bacillaceae; 


94 


ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
489970 Bacteria_16S 


94 


94 


94 


94 


94 


94 


complete sequence 
Bacillaceae; 


94 


S ribosomal RNA, partial sequence 
Fusobacteriaceae; 


94 


S ribosomal RNA, partial sequence 
Carnobacteriaceae; 


94 


94 


94 


94 


ribosomal RNA, partial sequence 
psilonproteobacteria; Campylobacterales; 
489970 Bacteria_16S 


94 


94 


16S ribosomal RNA, partial sequence 
Enterococcaceae; 


94 


Vagococcus. 


1684753 16861 


gi| 219878412 


in OREX-4 16S ribosomal RNA, partial sequence 
Clostridiales; 


219878406 
17017 


gi 


Halobacillus. 


gi|219878404 
1704738 17061 


gi|219878394 


16S ribosomal RNA, partial sequence 1719990 17214 
Fusobacteriaceae; 


Cetobacterium. 
gi| 219878375 


6S ribosomal RNA, partial sequence 1747351 17488 
Clostridiales; Veillonellaceae; 


gi| 219878374 


6S ribosomal RNA, partial sequence 1748919 17503 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
489970 Bacteria_16S 


gi|219878373 


6S ribosomal RNA, partial sequence 175041117518 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
489970 Bacteria_16S 
CECT 5353 16S ribosomal RNA, partial sequence 
Lactobacillales; 


gi|219878361 


Streptococcaceae; 


219878320 
18233 


gi 


Halobacillus. 


gi| 219878315 
1830898 18324 
Ilyobacter. 
gi| 219878306 
1843183 18446 
Isobaculum. 

gi| 219878296 


6S ribosomal RNA, partial sequence 1856650 18581 
Carnobacteriaceae; 


Trichococcus. 
gi|219878267 


6S ribosomal RNA, partial sequence 1895145 18966 
eltaproteobacteria; Desulfobacterales; 
489970 Bacteria_16S 


gi|219878249 


16S ribosomal RNA, partial sequence 1917484 19190 


Lactobacillaceae; Pediococcus. 


gi|219878238 
1934336 19357 


gi|219878228 


in LM 141 16S ribosomal RNA, partial sequence 
eria; Actinobacteria; Actinobacteridae; 


219878221 
19601 


gi 


gi| 219878215 


doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; 


Azospirillum. 


Peptococcaceae; 


Desulfobacteraceae; 


Campylobacteraceae; 


Actinomycetales; 


ref|NR_025551.1 

1692386 169391 
Des 
ref|NR_025545.1 
02 1703230 Haloba 
ref|NR_025543.1 
Thermoleo 
ref|NR_025533.1 
59 Cetobacterium 


ref|NR_025514.1 


ref|NR_025513.1 
Acetobac 
ref|NR_025512.1 
Acetobac 
ref|NR_025500.1 
1764167 176550 
Streptococcus. 
ref|NR_025459.1 
01 1824836 Haloba 


ref|NR_025454.1 


ref|NR_025445.1 


ref|NR_025435.1 
69 Trichococcus 


ref|NR_025406.1 
59 Desulfococcus 
Desul 


ref|NR_025388.1 


ref|NR_025377.1 
49 Campylobacter 
Cam 
ref |NR_025367.1 

1949601 195111 
Pseudon 


ref|NR_025360.1 
67 1961603 Vagoco 


55 Bacillus aeolius Bacteria; 


Desulfosporosinus 
7 Desulfosporosinus 
ulfosporosinus. 
Halobacillus 
cillus karajensis 


Thermoleophilum album 


97 Thermoleophilum album Bacteria; 
rmoleophilaceae; 


philum. 
Cetobacterium somerae 
somerae Bacteria; 


Megamonas hypermegale 


68 Megamonas hypermegale Bacteria; 
Megamonas. 


Acetobacter malorum 


60 Acetobacter malorum Bacteria; 
Acetobacteraceae; 


ter. 
Acetobacter cerevisiae 


52 Acetobacter cerevisiae Bacteria; 
Acetobacteraceae; 


ter. 
Streptococcus 
1 Streptococcus 


Halobacillus trueperi 
cillus trueperi 


Ilyobacter insuetus 


07 Ilyobacter insuetus Bacteria; 


Isobaculum melis 


97 Isobaculum melis Bacteria; 


Trichococcus palustris 


palustris Bacteria; 


Desulfococcus biacutus 
biacutus Bacteria; 
fococcus. 

Pediococcus inopinatus 


34 Pediococcus inopinatus Bacteria; 


Campylobacter hominis 
hominis Bacteria; 
pylobacter. 
Pseudonocardia 
2 Pseudonocardia 
ocardineae; 


Vagococcus fessus 
ccus fessus Bacteria; 


ref |NR_025354.1 
1969231 197053 


Azospirillum 
3 Azospirillum 


489970 Bacteria_ 


lanuginosus strai 
lanuginosus Bacte 


Chondromyces. 
489970 Bacteria_ 


strain DSM 5000 1 
G 


Proteobacteria; 
489970 Bacteria_ 


strain P-1 16S ri 
Clost 


Firmicutes; 
489970 Bacteria_ 
strain HSL-3 16S 
Firmicutes; 
489970 Bacteria_ 


micronuciformis s 
micronuciformis B 
489970 Bacteria_16S 
taiwanensis strai 
taiwanensis Bacte 


Rubrobacteraceae; 


489970 Bacteria_16S 
pleistocenium str 
pleistocenium Bac 
489970 Bacteria_16S 


strain YKJ-103 16 
Proteobacteria; 
Bacteria; 


fermentum strain 
Bacteria; 


taiwanensis strai 


taiwanensis Bacte 
489970 Bacteria_16S 
californiensis st 
californiensis Ba 
489970 Bacteria_16S 


strain ATCC 29178 
Firmicutes; Lacto 


489970 Bacteria_16S 
34632 16S ribosomal RNA, partial sequence 


Alphaproteobacter 


489970 Bacteria_16S 


xinjiangensis str 
xinjiangensis Bac 
Nocardiopsaceae; 


489970 Bacteria_16S 


granivorans strai 
Bacteria; Firmicu 


489970 Bacteria_16S 


marinus strain sr 
Bacteria; Synergi 


489970 Bacteria_16S 


limimaris strain 
Bacteria; Proteob 


489970 Bacteria_16S 


yonseiensis strai 
Bacteria; Firmicu 


489970 Bacteria_16S 


kunsanensis strai 
kunsanensis Bacte 
Nocardiopsaceae; 


489970 Bacteria_16S 


strain ATCC 17747 
Firmicutes; Clost 


489970 Bacteria_16S 


didelphis strain 
didelphis Bacteri 


489970 Bacteria_16S 
sapomandens strain DSM 3223 16S ribosomal RNA, partial sequence 


sapomandens Bacte 


Bacil 


G 
489970 Bacteria_16S 
viridans strain M 
Firmicu 
489970 Bacteria_16S 


Firmicu 
489970 Bacteria_16S 


16S 1984134 1984088 50 94 gi 
n Sy t2 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Deltaproteobacter 
16S 1988853 1988811 34 76 gi 
ammaproteobacteria; Enterobacteriales; 
16S 2109348 2109302 50 94 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 
16S 2120045 2119999 50 94 gi 
ribosomal RNA, partial sequence 

lales; Bacillaceae; Halobacillus. 
16S 2141155 2141109 50 94 gi 
train AIP 412.00 16S ribosomal RNA, pa 
acteria; Firmicutes; Clostridia; Clost 
2156173 2156127 50 94 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 
Rubrobacter. 
2169926 2169880 50 
ain FTR 
teria; 


94 gi 
1 16S ribosomal RNA, partial se 
Firmicutes; Lactobacillales; Ca 
2175993 2175947 50 94 gi 
S ribosomal RNA, partial sequence 
ammaproteobacteria; Pseudomonadales; M 
2186600 2186554 50 94 gi 
PL-11 16S ribosomal RNA, partial seque 
tes; Lactobacillales; Carnobacteriacea 
2191204 2191158 50 94 gi 
Z-7984 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Amphibac 
2194150 2194104 50 94 gi 
n WR-30 16S ribosomal RNA, partial seq 
ria; Deinococcus-Thermus; Deinococci; 
2238104 2238058 50 94 gi 
rain APO 16S ribosomal RNA, partial se 
cteria; Firmicutes; Clostridia; Clostr 
2259459 2259413 50 94 gi 
16S ribosomal RNA, partial sequence 

bacillales; Streptococcaceae; Streptoc 
2301962 2301916 50 94 gi 


e; 


il 


oc 


ia; Rhizobiales; Bradyrhizobiaceae; Af 
2333871 2333821 46 94 gi 
ain YIM 90004 16S ribosomal RNA, parti 
teria; Actinobacteria; Actinobacterida 
Nocardiopsis. 

2345895 2345849 50 94 gi 
n A30 16S ribosomal RNA, partial seque 
tes; Bacillales; Paenibacillaceae; Pae 
2351875 2351829 50 94 gi 
12 16S ribosomal RNA, partial sequence 
stetes; Synergistia; Synergistales; Sy 
2354926 2354880 50 94 gi 
DCB-M 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
2388391 2388345 50 94 gi 
n KBl 16S ribosomal RNA, partial seque 
tes; Clostridia; Thermoanaerobacterale 
2401995 2401945 46 94 gi 
n HA-9T 16S ribosomal RNA, partial seq 
ria; Actinobacteria; Actinobacteridae; 
Nocardiopsis. 

2403519 2403473 50 94 gi 
16S ribosomal RNA, partial sequence 
ridia; Clostridiales; Veillonellaceae; 
2417474 2417428 50 94 gi 
W94-11374-1 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 


ip 
al 


e; 


nc 
ni 
ne 


nc 
ob 


ne 
S; 


ue 


Vv 


s 
Oc 


219878206 
ue 
ia 


219878203 
6S ribosomal RNA, partial sequence 1987760 19892 
E 
219873437 
2108290 21097 
en 
219857655 
2118933 21204 


219857641 
rt 
ri 

219857631 


qu 
Ru 


219857622 
qu 
rn 
219857616 
2174910 21764 
or 
219857 
nc 


219857 
en 


219857 
ue 
Th 
219857574 
qu 
id 
219857560 


219857529 


2300928 2302353 Afipi 


219857507 


219857497 


219857493 


219857491 


219857468 


219857459 
Actinomyc 


219857458 


219857448 


ref|NR_025345. 


nce 
Myxoco 


: ccales; 


ref |NR_025342. 


teri 
ref 


nterobac aceae; 


NR_026099. 
ostridium. 
ref|NR_025244. 
54 Halobacillus 


ref 
ence 
Veil 
ref 

2 
rale 


NR_025230. 
ial sequ 
diales; 
NR_025220. 
ence 
brobacte Ss; 
ref 

2 
acea 
ref 


NR_025211. 
ence 
obacteri e; 
NR_025205. 


axellace 
608 

21855 
Carnoba 
605 
ce 21901 
lus. 


ae; 
ref|NR_025197. 
17 2186981 C 
cterium. 
ref|NR_025193. 


e 


603/ref|NR_025191. 

2193088 2 
Thermaceae; 
ref|NR_025162. 
2237029 2 
lostridiaceae; 
ref|NR_025148. 


45 225988058 


nce 
ermales; 


ence 
iales; C 
22583 
cus. 


ref 
a bi 
ia. 
ref 
sequence 2332775 23342 
Actinomycetales; 


ref 
e 23447 
bacillus. 
ref 
96 2352265 Dethi 
ae; 
ref 
08 2355330 Desul 
s; S 
ref 


23507 
rgistace 


e 23538 
acterale 


23873 
Thermoa 


e 
naer 
ref el 

2400924 24023 
etales; 


nce 


ref 
23 2403914 Veill 
la. 
ref 


24024 
eillonel 


equence 2416361 24178 
occaceae; 


7 St 


2429489 2429443 50 94 gi 


ria; Firmicutes; Clostridia; Clostridial 


219857438 


ref 


es; Peptococcaceae; 


21400 
lonellaceae; 


155131 21566 
Rubrobac 
168820 21703 


Carnobac 


03 Psychrobacter 
Psychrobact 


arno 
08 2191561 Amphi 
1945 


Me 


2384 


trep 


NR_025117.1 
rgiae Bacte 


NR_025095.1 
Strep 


NR_025085.1 
86 2346268 Paeni 


NR_025081.1 


Dethiosulfo 
NR_025079.1 


yntrophacea 
NR_025056.1 
07 2388807 Thermo 
obacteracea 
NR_025047.1 


Strepto 


NR_025046.1 


NR_025036.1 


reptococcus. 
NR_025026.1 
2428395 2429818 Desulfotomaculum 
Desulfotomaculum. 


1 


1983024 198455 
Sorangii 
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2 


v 


7 
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fo} 


£ 
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e 
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s 


fo} 


6 


9 


0 
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0 
ae 


e 
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b 
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T 


re 


r 


re 


b 


Vv 


Chondromyces 
8 Chondromyces 
neae; Polyangiaceae; 


Tatumella ptyseos 


39 Tatumella ptyseos Bacteria; 
Tatumella. 


Clostridium aldrichii 


71 Clostridium aldrichii Bacteria; 


Halobacillus salinus 


salinus Bacteria; 


Megasphaera 
2 2141502 Megasphaera 
Megasphaera. 
Rubrobacter 
6 Rubrobacter 
erineae; 


Carnobacterium 
5 Carnobacterium 
erium. 
Psychrobacter jeotgali 
jeotgali Bacteria; 
r. 
Carnobacterium 
acterium viridans 


Amphibacillus 
acillus fermentum 


Meiothermus 

0 Meiothermus 

othermus. 

Tindallia 

3 Tindallia 

indallia. 

Streptococcus iniae 
ococcus iniae Bacteria; 


Afipia birgiae strain 
ia; Proteobacteria; 


Nocardiopsis 
9 Nocardiopsis 
osporangineae; 


Paenibacillus 
acillus granivorans 


Dethiosulfovibrio 
sulfovibrio marinus 
ibrio. 

Desulfomonile 
omonile limimaris 
Desulfomonile. 
Thermoanaerobacter 
anaerobacter yonseiensis 
Thermoanaerobacter. 
Nocardiopsis 

2 Nocardiopsis 
porangineae; 


v 


’ 


Veillonella criceti 
nella criceti Bacteria; 


Streptococcus 
5 Streptococcus 


Desulfotomaculum 


489970 Bacteria_ 


strain CCUG 3081 
Bacteria; Proteo 


489970 Bacteria_ 


cavipharyngis st 
cavipharyngis Ba 


489970 Bacteria_ 


orisratti strain 
orisratti Bacter 


489970 Bacteria_ 


strain Z 16S rib 
Clostridia; Clos 


489970 Bacteria_ 


ATCC 700122 16S 
Actinobacteria; 


489970 Bacteria_ 


strain LSv514 16 
Proteobacteria; 


489970 Bacteria_ 


alkaliphilum str 
Bacteria; Firmic 


489970 Bacteria_ 


meridiei strain 
Bacteria; Firmic 


489970 Bacteria_ 


acidaminophilum 
acidaminophilum 


489970 Bacteria_ 


strain AN1 16S r 


16S 
1 
b 


2446246 2446204 34 76 gi 
16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 
16S 2474888 2474842 50 94 gi 
rain 117C 16S ribosomal RNA, partial se 
cteria; Tenericutes; Mollicutes; Mycopl 
16S 2496008 2495962 50 94 gi 
ATCC 700640 16S ribosomal RNA, partial 
a; Firmicutes; Lactobacillales; Strept 
16S 2515675 2515629 50 94 gi 
fo} 
t 


i 


ridiales; 
16S 
r 
Cc 


Clostridiaceae; Caloramator. 
2520207 2520161 50 94 gi 
ibosomal RNA, partial sequence 

oriobacteridae; Coriobacteriales; 
16S 2524774 2524728 50 94 

S ribosomal RNA, partial sequence 
Deltaproteobacteria; Desulfobacterales; 
16S 2527758 2527712 50 94 gi 
ain S1 16S ribosomal RNA, partial seque 
utes; Clostridia; Clostridiales; Peptoc 
16S 2548487 2548441 50 94 gi 
$10 16S ribosomal RNA, partial sequence 
utes; Clostridia; Clostridiales; Peptoc 
16S 2565286 2565240 50 94 gi 
strain DSM 3953 16S ribosomal RNA, part 
Bacteria; Firmicutes; Clostridia; Clost 
16S 2568364 2568318 50 94 gi 
ibosomal RNA, partial sequence 


Cori 
gi 


na 


qu 
as 


oc 


ob 


ne 


oc 


oc 


ia 
ri 


219857422 
dales; 


219857400 
ence 


219857386 
sequence 


219857367 


somal RNA, partial sequence 2514611 2516064 Calor 


219857364 


2519150 25206 
acterine 


219857361 


2523668 25251 
esulfobu 


D 
219857359 
e 
caceae; 
219857345 


caceae; 
219857291 


diales; 
219857289 


2567339 25687 


24451 
Alter 


mataceae 


occaceae 


25266 


25473 


1 sequen 


ref|NR_025010.1 
48 2446624 Alish 
omonadaceae 
ref|NR_024988.1 

2473825 247526 
; Mycoplasma. 
ref|NR_024974.1 

2494920 249625 
; Streptococcus. 
ref|NR_024955.1 
amator coolhaasi 


Alishewanella fetalis 

ewanella fetalis 

; Alishewanella. 
Mycoplasma 

8 Mycoplasma 


Streptococcus 
6 Streptococcus 


Caloramator coolhaasii 
i Bacteria; Firmicutes; 


ref|NR_024952.1| Slackia exigua strain 
14 Slackia exigua ATCC 700122 Bacteria; 
ae; Coriobacteriaceae; Slackia. 
ref|NR_024949.1| Desulfotalea arctica 
53 Desulfotalea arctica Bacteria; 
lbaceae; Desulfotalea. 

ref|NR_024947.1] Desulfotomaculum 

73 2528174 Desulfotomaculum alkaliphilum 
Desulfotomaculum. 
ref |NR_024933.1 
74 2548878 Desulf 
Desulfosporosinu 
ref |NR_024922.1 
ce 2564201 256570 
Eubacteriaceae; Eubacterium. 
ref|NR_024920.1| Nitrobacter alkalicus 
17 Nitrobacter alkalicus Bacteria; 


Desulfosporosinus 
osporosinus meridiei 
Ss. 

Eubacterium 

8 Eubacterium 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Nitrobacter. 

489970 Bacteria_16S 2569844 2569798 50 94 gi| 219857288 |ref|NR_024919.1| Clostridium 
frigidicarnis strain SPL77A 16S ribosomal RNA, partial sequence 2568768 2570248 Clostridium 
frigidicarnis Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 
489970 Bacteria_16S 2664635 2664589 50 94 gi|219857214|ref|NR_024842.1| Streptococcus 
parasanguinis strain ATCC 15912 16S ribosomal RNA, partial sequence 2663526 2665038 Streptococcus 
parasanguinis ATCC 15912 Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 
489970 Bacteria_16S 2666197 2666151 50 94 gi|219857213|ref|NR_024841.1| Streptococcus 
sanguinis strain ATCC 10556 16S ribosomal RNA, partial sequence 2665089 2666548 Streptococcus 
sanguinis Bacteria; Firmicutes; Lactobacillales; Streptococcaceae; Streptococcus. 

489970 Bacteria_16S 2676776 2676730 50 94 gi|219857205|ref|NR_024833.1| Lebetimonas acidiphila 


strain Pd55 16S 
Proteobacteria; 


straminisolvens 


straminisolvens B 
489970 Bacteria_ 
caldilitoris stra 
caldilitoris Bact 
489970 Bacteria_ 
oxidotolerans str 
oxidotolerans Bac 
489970 Bacteria_ 
hydrogeniphila st 
hydrogeniphila Ba 
489970 Bacteria_ 
sendaiensis strai 
sendaiensis Bacte 
489970 Bacteria_ 
toyohensis strain 
Fi 
489970 Bacteria_ 
nagasakiensis str 
nagasakiensis Bac 


TOBE Bacteria; 


Thermaerobacter. 


489970 Bacteria_ 
strain GTC 854 16 
Bacil 
489970 Bacteria_ 


Firmicutes; 


strain VPI-C6-61 
Firmicutes; 


E 
489970 Bacteria_ 


Clost 
489970 Bacteria_ 


ribosomal RNA, partial sequence 
psilonproteobacteria; Nautiliales; Nau 
16S 2682883 2682837 50 94 gi 
strain CSK1 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
16S 2690277 2690231 50 94 gi 
in IBSK3 16S ribosomal RNA, partial se 
eria; Aquificae; Aquificales; Aquifica 
16S 2706787 2706741 50 94 gi 
ain T-2-2 16S ribosomal RNA, partial s 
teria; Firmicutes; Bacillales; Bacilla 
16S 2727920 2727874 50 94 gi 
rain 29W 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Hydrog 
16S 2729462 2729404 38 94 gi 
n NTAP-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Bacillales; Alicyclob 
16S 2756100 2756054 50 94 gi 
ToBE 16S ribosomal RNA, partial seque 
rmicutes; Clostridia; Thermoanaerobact 
16S 2757668 2757622 50 94 gi 
ain JCM 11223 16S ribosomal RNA, parti 
teria; Firmicutes; Clostridia; Clostri 
16S 2769634 2769572 34 94 

S ribosomal RNA, partial sequence 
lales; Bacillaceae; Bacillus. 

16S 2792349 2792303 50 94 


gi 


gi 


ridia; Clostridiales; Lachnospiraceae; 


se 
ri 


qu 
ce 


eq 
le 


qu 
en 


qu 
ac 


ne 
er 


al 
di 


2768556 27 


16S 2823929 2823883 50 94 gi 


2675717 26771 
tL 


liaceae; 
219857201 
quence 

diales; 
219857196 
ence 
ae; H 
219857184 
uence 


219857169 
ence 
other 
219857168 
ence 
illac 
219857149 
e 27549 
ales; 
219857148 
sequenc 
ales; Cl 


219857138 
700 


219857122 


16S ribosomal RNA, partial sequence 2791299 27926 


Coprococc 
219856908 


subterraneus strain HGP1 16S ribosomal RNA, partial sequence 
subterraneus Bacteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 


ydr 


s Family 


mac 


eae 


Th 


47 Lebetimonas acidiphila Bacteria; 
Lebetimonas. 
ref |NR_024829.1 

2681812 268325 
tridiaceae; 
NR_024824.1 
2689164 269065 
ogenivirga. 
ref|NR_024812.1 

2705678 270719 
XII. Incertae S 
ref|NR_024797.1 

2726822 272832 
eae; Persephonel 
ref |NR_024796.1 

2728379 272981 
; Alicyclobacill 
ref|NR_024777.1 
90 2756495 Therma 
ermoanaerobacter 
ref|NR_024776.1 
e 2756546 275805 
ostridiales Fami 


Clostridium 
8 Clostridium 
Clostridium. 
Hydrogenivirga 
5 Hydrogenivirga 


Exiguobacterium 

1 Exiguobacterium 

edis; Exiguobacterium. 
Persephonella 

8 Persephonella 

la. 

Alicyclobacillus 

6 Alicyclobacillus 

us. 

Thermanaeromonas 
naeromonas toyohensis 
aceae; Thermanaeromonas. 
Thermaerobacter 

6 Thermaerobacter 

ly XVII. Incertae Sedis; 


ref|NR_024766.1| Bacillus okuhidensis 
07 Bacillus okuhidensis Bacteria; 


ref|NR_024750.1] Coprococcus catus 

13 Coprococcus catus Bacteria; 

us. 

ref|NR_024729.1| Hydrogenobacter 
2822817 2824313 Hydrogenobacter 


489970 Bacteria_16S 
acidipiscis strai 
acidipiscis Bacte 
489970 Bacteria_16S 
carboxydohydrogen 
carboxydohydrogen 
489970 Bacteria_16S 
halophilum strain 
halophilum Bacter 
489970 Bacteria_16S 
nitritogenes stra 
nitritogenes Bact 
489970 Bacteria_16S 


strain JCM 6484 1 
Firmicutes; 


strain JCM 9989 1 


Firmicutes; 


marianensis Bacte 
Thermaerobacter. 


489970 Bacteria_16S 


thermoluteolus st 
thermoluteolus Ba 
Hydrogenophilus. 


489970 Bacteria_16S 


ruminantium strai 
ruminantium Bacte 


489970 Bacteria_16S 


strain GTC848 16S 
Firmicutes; Lacto 


489970 Bacteria_16S 


strain 176 16S ri 
Firmicutes; Lacto 


489970 Bacteria_16S 


hydrogenophilus s 
hydrogenophilus B 


489970 Bacteria_16S 


SPS-17 16S riboso 
Thermus; Deinococ 


489970 Bacteria_16S 


strain RF-4 16S r 
Deinococcus-Therm 


489970 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


489970 Bacteria_16S 


cylindrosporum st 
cylindrosporum Ba 


489970 Bacteria_16S 


strain S369-98-1 
Firmicutes; Lacto 


489970 Bacteria_16S 


strain 2Z-7934 16S 
Firmicutes; Clost 


489970 Bacteria_16S 


hydroxybenzoicum 
hydroxybenzoicum 


489970 Bacteria_16S 


strain 2045-94 16 
Firmicutes; Bacil 


489970 Bacteria_16S 


intestinalis stra 
intestinalis Bact 
Desulfovibrio. 


489970 Bacteria_16S 


kuznetsovii strai 
kuznetsovii DSM 6 


Clost 
489970 Bacteria_16S 


Clost 
489970 Bacteria_16S 
marianensis strai 


2837612 2837574 48 85 gi 
n FS60-1 16S ribosomal RNA, partial se 
ria; Firmicutes; Lactobacillales; Lact 
2860700 2860654 50 94 gi 
a strain DSM 1083 16S ribosomal RNA, p 
a Bacteria; Proteobacteria; Alphaprote 
2877911 2877865 50 94 gi 
DSM4771 16S ribosomal RNA, partial se 
ia; Firmicutes; Bacillales; Bacillacea 
2887008 2886962 50 94 gi 
in JCM 6485 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
2888533 2888487 50 94 gi 


2 


2 


2 


e; 


ridia; Clostridiales; Eubacteriaceae; 


2890057 2890011 50 94 gi 
ridia; Clostridiales; Eubacteriaceae; 
2905238 2905192 50 94 gi 
n 7p75a 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 


2919085 2919039 50 94 gi 
rain TH-1 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Betaproteobact 


2922170 2922124 50 94 gi 
n GA195 16S ribosomal RNA, partial seq 
ria; Firmicutes; Clostridia; Clostridi 
2925206 2925160 50 94 gi 
ribosomal RNA, partial sequence 
bacillales; Streptococcaceae; 

2962781 2962735 50 94 
bosomal RNA, partial sequence 


al 


Streptoc 
gi 


oc 


ibosomal RNA, partial sequence 
us; Deinococci; Thermales; Thermaceae; 
3026553 3026507 50 94 gi 
16S ribosomal RNA, partial sequence 

acteria; Alphaproteobacteria; Caulobac 
3034235 3034189 50 94 gi 
rain HC-1 16S ribosomal RNA, partial s 
cteria; Firmicutes; Clostridia; Clostr 
3064755 3064709 50 94 gi 


HK 


te 


eq 
id 


bacillales; Streptococcaceae; 

3102128 3102082 50 94 
ribosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3111089 3111043 50 94 gi 
strain BT 16S ribosomal RNA, partial s 
Bacteria; Firmicutes; Clostridia; Clos 
3142711 3142665 50 94 gi 
S ribosomal RNA, partial sequence 
lales; Bacillales Family XI. 
3151768 3151722 50 

in KMS2 
eria; P 


Streptoc 
gi 


oc 


Ti 


eq 
tr 


Incertae Se 
94 gi 
16S ribosomal RNA, partial seq 


roteobacteria; Deltaproteobacte 


ue 
ri 


3156460 3156414 50 
n DSM 6115 16S ribosomal RNA, partial 
115 Bacteria; Firmicutes; Clostridia; 


94 gi 
se 
CL 


489970 Bacteria_16S 


quence 
obacillace 


artial seq 
obacteria; 


quence 


219856865 
sequence 
iales; 
219856864 
6S ribosomal RNA, partial sequence 2887459 28889 
Eu 
219856863 
6S ribosomal RNA, partial sequence 2888980 28904 
Eu 
219856853 
ue 
al 


219856844 
eq 


er 


219856842 
ue 


219856840 
2924131 29254 


219856815 
2961676 29631 


3021006 30224 


219846906 


219846900 


219846879 
16S ribosomal RNA, partial sequence 3063651 30650 


219846854 
3101054 31025 


219846848 
219846827 
3141609 31431 


219846821 


219846818 


19856899 |ref|NR_024718.1 
ae; 
ref 
uenc 
Rhizobiales; 
ref|NR_024692.1 

2876799 28783 
robium. 
ref|NR_024684.1 

2885932 288740 
acteriaceae; Eu 
ref |NR_024683.1 


19856884 NR_024703.1 


e 
19856873 


Salimic 


Eub 


bacterium. 


ref |NR_024682.1 
bacterium. 
ref |NR_024672.1 

2904128 290561 


tridiales Famil 


nce 
es; Clos 
ref |NR_024663.1 
2918000 291946 
ogenophilales; 


uence 
ia; Hydr 


ref|NR_024661.1 

2921059 292256 
cteriaceae; Eub 
ref |NR_024659.1 
69 Streptococcus 


nce 


es; Euba 


cus. 
ref|NR_024634.1 
71 Streptococcus 


hermus. 
ref|NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref|NR_026492.1 
3033166 303464 
lostridiaceae; C 
ref |NR_026471.1 
27 Streptococcus 


30255 
rales; C 


uence 


iales; C 


cus. 
ref|NR_026446.1 
ndallia. 
ref|NR_026440.1 

3110031 311146 
Peptococcaceae; 


ref|NR_026419.1 


uence 
idiales; 


Gemella 
ref 


NR_026413.1 
150676 315218 
fovibrionales; D 


dis; 


w 


nce 


a; Desul 


ref 
3 


NR_026410.1 
155325 315690 
les; Peptococcac 


quence 
ostridia 


2836503 283790 
Lactobacillu 


285967 
Br 


1 


b 


y 


H 


a 


Lactobacillus 
8 Lactobacillus 
s. 
Pseudomonas 
1 2861120 Pseudomonas 
adyrhizobiaceae. 
Salimicrobium 
5 Salimicrobium 


Eubacterium 
8 Eubacterium 
acterium. 
Eubacterium multiforme 


29 Eubacterium multiforme Bacteria; 


Eubacterium budayi 


51 Eubacterium budayi Bacteria; 


Thermaerobacter 
5 Thermaerobacter 
XVII. Incertae Sedis; 


Hydrogenophilus 
0 Hydrogenophilus 
ydrogenophilaceae; 


Eubacterium 
6 Eubacterium 
cterium. 

Streptococcus peroris 
peroris Bacteria; 


Streptococcus porcinus 
porcinus Bacteria; 


bacillales; Streptococcaceae; Streptococcus. 

2996323 2996277 50 94 gi|219846926|ref|NR_026518.1| Hydrogenobacter 
train Z-829 16S ribosomal RNA, partial sequence 2995219 2996732 Hydrogenobacter 
acteria; Aquificae; Aquificales; Aquificaceae; Hydrogenobacter. 

3019027 3018981 50 94 gi|219846911|ref|NR_026503.1| Thermus oshimai strain 
mal RNA, partial sequence 3017969 3019430 Thermus oshimai Bacteria; Deinococcus- 
ci; Thermales; Thermaceae; Thermus. 

3022072 3022026 50 94 gi|219846909|ref|NR_026501.1| Thermus igniterrae 


77 Thermus igniterrae Bacteria; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Clostridium 
4 Clostridium 
lostridium. 
Streptococcus 
ovis Bacteria; 


ovis 


Tindallia magadiensis 


35 Tindallia magadiensis Bacteria; 


Sporotomaculum 
6 Sporotomaculum 
Sporotomaculum. 
Gemella sanguinis 


18 Gemella sanguinis Bacteria; 


Desulfovibrio 
4 Desulfovibrio 
esulfovibrionaceae; 


Desulfotomaculum 
1 Desulfotomaculum 
eae; Desulfotomaculum. 


3174656 3174610 50 94 gi 


mathranii strain A3 16S ribosomal RNA, partial sequence 


Bacteria; Firmicu 


tes; Clostridia; Thermoanaerobacterales; 


219846805 


ref|NR_026397.1 
3173565 3175071 Thermo 
Thermoanaerobacteraceae 


Thermoanaerobacter 
anaerobacter mathranii 
Thermoanaerobacter. 


v 


489970 Bacteria_16S 


strain NR-27 16S 
Bacteroidetes; Sp 


489970 Bacteria_16S 


aeronauticum stra 
aeronauticum Bact 


489970 Bacteria_16S 


strain WV6 16S ri 
Firmicutes; Clost 


489970 Bacteria_16S 


strain DSM 3662 1 
Firmicutes; Clost 


489970 Bacteria_16S 


strain DSM 8239 1 
Firmicutes; Clost 


489970 Bacteria_16S 


fimetarium strain 
fimetarium Bacter 


489970 Bacteria_16S 


paludosum strain 
paludosum Bacteri 


489970 Bacteria_16S 


strain DSM 4132 1 
Firmicutes; Clost 


489970 Bacteria_16S 


carbinolicum stra 
carbinolicum Bact 


489970 Bacteria_16S 


wieringae strain 
wieringae Bacteri 


489970 Bacteria_16S 


strain DSM 1030 1 
Firmicutes; Clost 


489970 Bacteria_16S 


strain B 16S ribo 
Clostridia; Clost 


489970 Bacteria_16S 


aotearoense strai 
aotearoense Bacte 
Incertae Sedis; T 


489970 Bacteria_16S 


strain DSM 44183 
Actinobacteria; A 


489970 Bacteria_16S 


halophilus strain 
halophilus Bacter 


489970 Bacteria_16S 


strain DSM 20748 
Firmicutes; Bacil 


489970 Bacteria_16S 


spinosum strain D 
spinosum Bacteria 
Verrucomicrobium. 


489970 Bacteria_16S 


saccharolyticum s 


Halanaerobium saccharolyticum subsp. 


Halanaerobiales; 


489970 Bacteria_16S 


chliarophilus str 
chliarophilus Bac 


489970 Bacteria_16S 


strain DSM 9537 1 
Fusobacteria; Fus 


489970 Bacteria_16S 


strain ATCC 33048 
Bacteria; Firmicu 


489970 Bacteria_16S 
M 9236 16S ribosomal RNA, partial sequ 


ruminis strain DS 
Bacteria; Firmicu 


3218711 3218665 50 94 

ribosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; Fla 
3247530 3247484 50 94 gi 
in DSM 10349 16S ribosomal RNA, partia 
eria; Firmicutes; Clostridia; Clostrid 
3249046 3249000 50 94 gi 
bosomal RNA, partial sequence 
ridia; Clostridiales; Clostridiaceae; 

3274590 3274544 50 94 gi 


gi 


1 


cl 


ridia; Clostridiales; Eubacteriaceae; Eu 


3276099 3276053 50 94 gi 
ridia; Clostridiales; Eubacteriaceae; Ac 
3277618 3277572 50 94 gi 
DSM 8238 16S ribosomal RNA, partial s 
ia; Firmicutes; Clostridia; Clostridia 
3279127 3279081 50 94 gi 
DSM 8237 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3280646 3280600 50 94 gi 


le 


qu 


ridia; Clostridiales; Eubacteriaceae; Ac 
3282165 3282119 50 94 gi 
in DSM 2925 16S ribosomal RNA, partial 
eria; Firmicutes; Clostridia; Clostrid 
3283689 3283643 50 94 gi 
DSM 1911 16S ribosomal RNA, partial se 
a; Firmicutes; Clostridia; Clostridial 
3285214 3285168 50 94 gi 


s 
ia 


qu 
es 


ridia; Clostridiales; Eubacteriaceae; Ac 


3302005 3301959 50 94 gi 


Halanaerobiaceae; Halanaerobium. 
3390269 3390223 50 94 gi 
ain ATCC 700543 16S ribosomal RNA, parti 
teria; Deinococcus-Thermus; Deinococci; 
3391772 3391726 50 94 gi 
obacteriales; Fusobacteriaceae; Propioni 
3411564 3411518 50 94 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
3445460 3445414 50 94 gi 


ne 


en 


tes; Clostridia; Clostridiales; Veillone 


489970 Bacteria_16S 


ia 


es; 


senegalense Bacteria 


219846775 
3217640 32191 
mmeovirgac 
219846756 
sequence 
Pep 
219846755 
3247999 32493 
ostridiu 
219846738 
6S ribosomal RNA, partial sequence 3273522 32749 
bacteriu 
219846737 
6S ribosomal RNA, partial sequence 3275046 32765 
etobacte 
219846736 
eq 


les; 


uence 
S; 


ence 


v 


equence 
les; 


ence 


, 


16S ribosomal RNA, partial sequence 3361953 33634 


219846652 


al seque 
Thermale 


219846651 
6S ribosomal RNA, partial sequence 3390715 33921 


genium. 


219846637 


34104 
llaceae; 


219846613 


ce 34443 
llaceae; 


3446983 3446937 50 94 gi 


219846612 


Eubac 
219846735 


Eubact 
219846734 
6S ribosomal RNA, partial sequence 3279583 32810 
etobacte 
219846733 


Eub 
219846732 


Eubact 
219846731 
6S ribosomal RNA, partial sequence 3284145 32856 
etobacte 
219846720 
somal RNA, partial sequence 3300930 3302411 Blaut 


v 


ref|NR_026367.1 
eae; Thermonema 
ref|NR_026348.1 

3246473 32479 
tococcaceae; De 
ref|NR_026347.1 


m. 
ref |NR_026330.1 
m. 
ref |NR_026329.1 
rium. 
ref |NR_026328.1 
3276555 32780 
teriaceae; Acet 
ref |NR_026327.1 
3278074 32795 
eriaceae; Aceto 
ref |NR_026326.1 


rium. 
ref |NR_026325.1 

3281102 32825 
acteriaceae; Ac 
ref |NR_026324.1 
3282621 328409 
eriaceae; Aceto 
ref |NR_026323.1 


rium. 
ref |NR_026312.1 
ia schinkii Bac 


ridiales; Blautia. 

3323262 3323216 50 94 gi|219846704|ref|NR_026296.1 
n JW/SL-NZ613 16S ribosomal RNA, partial sequence 3322195 332367 
ria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaer 
hermoanaerobacterium. 

3336902 3336856 50 94 gi|219846694|ref|NR_026286.1 
16S ribosomal RNA, partial sequence 3335845 3337303 Mycobacterium 
ctinobacteridae; Actinomycetales; Corynebacterineae; Mycobacteri 

3361488 3361442 50 94 gi|219846676|ref|NR_026268.1 

DSM 20408 16S ribosomal RNA, partial sequence 3360383 336190 
ia; Firmicutes; Bacillales; Bacillaceae; Marinococcus. 

3363055 3363009 50 94 gi|219846675|ref|NR_026267.1 


41 Salimicrobium 


Firmicutes; 


NR_026244.1 

338924 
hermaceae; 
NR_026243.1 


nce 
s; T 
ref 


ref |NR_026229.1 
52 3411955 Dialis 
Dialister. 
ref |NR_026205.1 
50 3445854 Succin 
Succiniclasticu 
ref |NR_026204.1 


4 
s 


2 
° 


3 
b 


7 
e 


b 


cof 


Thermonema rossianum 


04 Thermonema rossianum Bacteria; 


Desulfotomaculum 
8 Desulfotomaculum 
ulfotomaculum. 
Clostridium isatidis 


30 Clostridium isatidis Bacteria; 


Eubacterium callanderi 


95 Eubacterium callanderi Bacteria; 


Acetobacterium bakii 


04 Acetobacterium bakii Bacteria; 


Acetobacterium 
3 Acetobacterium 
bacterium. 
Acetobacterium 
2 Acetobacterium 
acterium. 
Acetobacterium malicum 


51 Acetobacterium malicum Bacteria; 


Acetobacterium 
0 Acetobacterium 
tobacterium. 
Acetobacterium 
4 Acetobacterium 
acterium. 
Acetobacterium woodii 


19 Acetobacterium woodii Bacteria; 


Blautia schinkii 
eria; Firmicutes; 


Thermoanaerobacterium 
2 Thermoanaerobacterium 
obacterales Family III. 


Mycobacterium hodleri 
hodleri Bacteria; 
aceae; Mycobacterium. 
Marinococcus 
2 Marinococcus 


Salimicrobium album 
album Bacteria; 


lales; Bacillaceae; Salimicrobium. 
3364572 3364526 50 94 gi|219846674|ref|NR_026266.1| Verrucomicrobium 
SM 4136 16S ribosomal RNA, partial sequence 3363492 3364983 Verrucomicrobium 
; Verrucomicrobia; Verrucomicrobiae; Verrucomicrobiales; Verrucomicrobiaceae; 
3376630 3376584 50 94 gi|219846666|ref|NR_026258.1| Halanaerobium 
ubsp. senegalense strain DSM 7379 16S ribosomal RNA, partial sequence 3375527 3377012 


Clostridia; 


Meiothermus 
4 3390664 Meiothermus 


Meiothermus. 


Propionigenium maris 


40 Propionigenium maris Bacteria; 


Dialister pneumosintes 
ter pneumosintes 


Succiniclasticum 
iclasticum ruminis 
m. 

Clostridium viride 


strain DSM 6836 16S ribosomal RNA, partial sequence 3445905 3447386 Clostridium viride Bacteria; 


Firmicutes; Clost 


ridia; Clostridiales; Clostridiaceae; 


Clostridium. 


489970 Bacteria_16S 3500249 3500203 50 94 gi|219846576|ref|NR_026168.1| Cetobacterium ceti 
strain NCFB 3026 16S ribosomal RNA, partial sequence 3499171 3500673 Cetobacterium ceti Bacteria; 
Fusobacteria; Fusobacteriales; Fusobacteriaceae; Cetobacterium. 

489970 Bacteria_16S 3501725 3501679 50 94 gi|219846575|ref|NR_026167.1| Clostridium celatum 
strain DSM 1785 16S ribosomal RNA, partial sequence 3500724 3502049 Clostridium celatum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 3525986 3525940 50 94 gi|219846559|ref|NR_026151.1| Clostridium colinum 
strain DSM 6011 16S ribosomal RNA, partial sequence 3524935 3526407 Clostridium colinum Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 3530586 3530540 50 94 gi|219846556|ref|NR_026148.1| Clostridium 
homopropionicum strain DSM 5847 16S ribosomal RNA, partial sequence 3529546 3531006 Clostridium 
homopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 3585549 3585503 50 94 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

489970 Bacteria_16S 3587117 3587075 34 76 gi|219846518|ref|NR_026110.1| Methylomonas fodinarum 
strain JB13 16S ribosomal RNA, partial sequence 3585997 3587456 Methylomonas fodinarum Bacteria; 
Proteobacteria; Gammaproteobacteria; Methylococcales; Methylococcaceae; Methylomonas. 

489970 Bacteria_16S 3594780 3594734 50 94 gi|219846512|ref|NR_026104.1| Clostridium 
cellobioparum strain DSM 1351 16S ribosomal RNA, partial sequence 3593717 3595203 Clostridium 
cellobioparum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 3596318 3596272 50 94 gi|219846511|ref|NR_026103.1| Clostridium populeti 
strain 743A 16S ribosomal RNA, partial sequence 3595254 3596742 Clostridium populeti Bacteria; 
Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 3597851 3597805 50 94 gi|219846509|ref|NR_026101.1| Clostridium 
lentocellum strain RHM5 16S ribosomal RNA, partial sequence 3596793 3598277 Clostridium lentocellum 


Bacteria; Firmicu 


489970 Bacteria_16S 


periodonticum str 
periodonticum Bac 


489970 Bacteria_16S 


nucleatum subsp. 


Fusobacterium nucleatum subsp. 


Fusobacteriaceae; 


489970 Bacteria_16S 


nucleatum subsp. 
nucleatum subsp. 


489970 Bacteria_16S 


restrictus strain 
restrictus Bacter 


489970 Bacteria_16S 


congolense strain 
congolense Bacter 


489970 Bacteria_16S 


chlororespirans s 
chlororespirans B 


489970 Bacteria_16S 


strain D6-1 16S r 
Tenericutes; Moll 


489970 Bacteria_16S 


fusiformis strain 
Bacteria; Verruco 


489970 Bacteria_16S 


vanneervenii stra 
Bacteria; Verruco 


489970 Bacteria_16S 


thermocisternum s 
thermocisternum B 


489970 Bacteria_16S 


norvegica strain 
Bacteria; Proteob 
Thermodesulforhab 


489970 Bacteria_16S 


funditum strain p 
Bacteria; Firmicu 


489970 Bacteria_16S 


cellulosolvens st 
cellulosolvens AT 
Ruminococcaceae. 


tes; Clostridia; Clostridiales; Lachno 
3619073 3619027 50 94 gi. 
ain EK1-15 16S ribosomal RNA, partial 
teria; Fusobacteria; Fusobacteriales; 
3620454 3620408 50 94 gi 
animalis strain NCTC 12276 16S ribosomal 


animalis Bacteria; 


sp 


se 
Fu 


Fusobacterium. 

3621835 3621789 50 94 gi 
fusiforme strain SOR 16S ribosomal RNA, 
fusiforme Bacteria; Fusobacteria; Fusoba 
3666251 3666205 50 94 gi 
PER-K23 16S ribosomal RNA, partial se 
ia; Firmicutes; Clostridia; Clostridia 
3676849 3676803 50 94 gi 
SEBR 4224 16S ribosomal RNA, partial 
ia; Firmicutes; Clostridia; Halanaerob 
3685915 3685869 50 94 gi 
train Co23 16S ribosomal RNA, partial 
acteria; Firmicutes; Clostridia; Clost 
3700955 3700909 50 94 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Ureaplasma. 

3705442 3705396 50 94 gi 
FC4 16S ribosomal RNA, partial sequen 
microbia; Verrucomicrobiae; Verrucomic 
3708479 3708433 50 94 gi 
in FC2 16S ribosomal RNA, partial sequ 
microbia; Verrucomicrobiae; Verrucomic 
3765126 3765080 50 94 gi 
train ST90 16S ribosomal RNA, partial 

acteria; Firmicutes; Clostridia; Clost 
3777132 3777086 50 94 gi 
A8444 16S ribosomal RNA, partial seque 
acteria; Deltaproteobacteria; Syntroph 
dus. 


qu 
le 


se 
ia 


se 
ri 


ce 
ro. 


en 
ro. 


se 
ri 


nc 
ob 


3811880 3811834 50 94 gi 
£3 16S ribosomal RNA, partial sequence 
tes; Lactobacillales; Carnobacteriacea 
3851276 3851230 50 94 gi 
rain ATCC 35603 16S ribosomal RNA, par 
Cc 35603 Bacteria; Firmicutes; Clostri 


e; 


ti 
di 


489970 Bacteria_16S 


219846491 
partial 
cteriale 
219846461 
ence 


Ss; 


219846453 
quence 
les; 
219846447 
quence 
diales; 
219846436 
3699882 37013 


219846433 


e 


219846355 


a; 


3852788 3852742 50 94 gi 


219846327 


iraceae; 
219846493 
quence 

sobacter 
219846492 
RNA, pa 
Fusobacteria; 


biales; 
219846431 
ce 37073 
biales; 
219846388 
quence 
diales; 
219846379 


acterale 


Carnoba 
219846328 
al seque 


Pepto 


Hal 


37043 


37759 


38107 


Clost 


Cel 
ref|NR_026085.1 

3618078 361940 
iaceae; Fusobact 
ref |NR_026084.1 
rtial sequence 


ref 
sequ 


NR_026083.1 
ence 362084 
s; Fusobacteriac 
ref|NR_026053.1 

3665143 366662 
coccaceae; Dehal 
ref|NR_026044.1 

3675717 367724 
anaerobiaceae; H 
ref |NR_026038.1 

3684807 368631 
Peptococcaceae; 
ref|NR_026027.1 


ref|NR_026024.1 
51 3705819 Prosth 
Verrucomicrobiac 
ref |NR_026022.1 
88 3708856 Prosth 
Verrucomicrobiac 
ref|NR_025979.1 

3764125 376551 
Peptococcaceae; 
ref|NR_025970.1 
78 3777536 Thermo 
s; Syntrophobact 


ref |NR_025946.1 
56 3812276 Carnob 
cterium. 
ref|NR_025918.1 
nce 385021 


ridiales; Rumino 


cellulolyticus strain CD2 16S ribosomal RNA, partial sequence 
cellulolyticus Bacteria; Firmicutes; Clostridia; Clostridiales; Ruminococcaceae; Acetivibrio. 


lulosilyticum. 


Fusobacterium 
8 Fusobacterium 
erium. 
Fusobacterium 
3619459 3620789 


Fusobacteriales; 


Fusobacterium 

0 3622170 Fusobacterium 
eae; Fusobacterium. 
Dehalobacter 

8 Dehalobacter 
obacter. 
Halanaerobium 

4 Halanaerobium 
alanaerobium. 
Desulfitobacterium 

3 Desulfitobacterium 
Desulfitobacterium. 
Ureaplasma gallorale 


36 Ureaplasma gallorale Bacteria; 


Prosthecobacter 
ecobacter fusiformis 
eae; Prosthecobacter. 
Prosthecobacter 
ecobacter vanneervenii 
eae; Prosthecobacter. 
Desulfotomaculum 

6 Desulfotomaculum 
Desulfotomaculum. 
Thermodesulforhabdus 
desulforhabdus norvegica 
eraceae; 


Carnobacterium 
acterium funditum 


Bacteroides 
8 3851681 Bacteroides 
coccaceae; unclassified 


ref|NR_025917.1 
3851732 385319 


Acetivibrio 
5 Acetivibrio 


489970 Bacteria_16S 


3878749 3878703 50 


94 


strain YT-1 16S ribosomal RNA, partial sequence 


Deinococcus-Thermus; 
489970 Bacteria_16S 
strain RT4. 
Firmicutes; 
489970 Bacteria_16S 
brockii subsp. 


489970 Bacteria_16S 
strain FT2-B 16S 


489970 Bacteria_16S 


Bl 16S ribosomal RNA, 
Clostridia; 


Deinococci; 
3880289 3880243 50 


Clostridiales; 
3883436 3883390 50 


3908063 3908017 50 


3909587 3909541 50 


Thermales; 


94 


complete sequence 3879197 38807 
Clostridiaceae; 


94 


finnii Bacteria; 
Thermoanaerobacteraceae; 


94 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


94 


strain A417 16S ribosomal RNA, partial sequence 


Tenericutes; Mollicutes; Mycoplasmataceae; Ureaplasma. 


489970 Bacteria_16S 


canigenitalium strain D6P-C 16S ribosomal RNA, partial 
canigenitalium Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; 


489970 Bacteria_16S 


oligotrophica strain S58 16S ribosomal RNA, partial sequence 
oligotrophica Bacteria; Proteobacteria; Alphaproteobacteria; 


489970 Bacteria_16S 


centenum strain IAM 14193 16S ribosomal RNA, partial sequence 


centenum Bacteria; 
Rhodospirillum. 
489970 Bacteria_16S 
flavimaris strain 


Sphingopyxis. 
489970 Bacteria_16S 


chungwhensis strain BH030062 16S ribosomal RNA, partial sequence 
chungwhensis Bacteria; 


489970 Bacteria_16S 


alkenivorans strain PF2803 16S ribosomal RNA, partial sequence 
alkenivorans Bacteria; 


Desulfatibacillum. 
489970 Bacteria_16S 
vulcanalis strain 
Bacteria; 
489970 Bacteria_16S 


3911116 3911070 50 


3912582 3912536 50 


3978123 3978077 50 


4001586 4001540 50 


4004686 4004640 50 


Firmicutes; 
4027309 4027263 50 


Proteobacteria; 


4048658 4048600 38 


4063560 4063514 50 


Bacillales; 


94 


94 


94 


94 


SW-151 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Alphaproteobacteria; 


94 


94 


Deltaproteobacteria; 


94 


94 


nebraskense strain UNMC-MY1349 16S ribosomal RNA, 


nebraskense Bacteria; Actinobacteria; Actinobacteridae; 
Mycobacterium. 


Mycobacteriaceae; 
489970 Bacteria_16S 
strain SEBR 2582 


489970 Bacteria_16S 


4066672 4066642 46 


4071177 4071131 50 


76 


strain PVl 16S ribosomal RNA, partial sequence 


Firmicutes; 
489970 Bacteria_16S 
phenolicus strain 
phenolicus Bacteria; 
489970 Bacteria_16S 


Clostridia; 


4078754 4078708 50 


LR7.2 16S ribosomal RNA, 


Firmicutes; 
4095508 4095462 50 


Clostridia; 


Clostridiales; Veillonellaceae; 


Thermaceae; Thermus. 


Bacillaceae; 


gi| 219846310 


ref 


NR_025900.1 


Thermus aquaticus 


3877677 3879146 Thermus aquaticus Bacteria; 


gi|219846309|ref|NR_025899.1| Caloramator fervidus 
15 Caloramator fervidus Bacteria; 
Caloramator. 
gi|219846307|ref|NR_025897.1| Thermoanaerobacter 


finnii strain AKo-1 16S ribosomal RNA, partial sequence 
Thermoanaerobacter brockii subsp. 
Thermoanaerobacterales; 


3882338 3883860 
Firmicutes; Clostridia; 
Thermoanaerobacter. 
gi|219846289|ref|NR_025879.1| Ureaplasma felinum 


3906969 3908441 Ureaplasma felinum Bacteria; 


gi| 219846288 


ref 


NR_025878.1 


Ureaplasma diversum 


3908492 3909969 Ureaplasma diversum Bacteria; 


219846287 
sequence 


gi 
gi|219846286 


gi|219846240 


Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


gi| 219846224 


gi| 219846222 


gi|219846205 


gi|219846188 


gi|219846177 


gi| 219846175 


ref 


ref 


Rhizobiales; 
ref 


Sphingomonadales; 


Pontibacillus. 


Desulfobacterales; 


ref 
CsHg2 16S ribosomal RNA, partial sequence 4047566 4049023 Alicyc 
Firmicutes; Bacillales; Alicyclobacillaceae; Alicyclobacillus. 
ref 
complete sequence 4062487 406399 


Actinomycetales; 


ref 
16S ribosomal RNA, partial sequence 4065569 4066984 Desulfovibrio 
Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 


NR_025877.1 
3910020 391149 
Ureaplasma. 
NR_025876.1 
3911550 391285 


NR_025830.1 
3977072 397838 
Rhodosp 


NR_025814.1 
4000552 400199 
Sphin 


NR_025812.1 
4003594 400502 


NR_025795.1 
4026183 402770 
De 


NR_025778.1 


NR_025767.1 
Coryneba 


NR_025765.1 


Ureaplasma 
9 Ureaplasma 


Agromonas 
7 Agromonas 


Bradyrhizobiaceae; Agromonas. 


Rhodospirillum 
6 Rhodospirillum 
irillaceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Pontibacillus 
0 Pontibacillus 


Desulfatibacillum 
6 Desulfatibacillum 
sulfobacteraceae; 


Alicyclobacillus 
lobacillus vulcanalis 


Mycobacterium 
2 Mycobacterium 
cterineae; 


Desulfovibrio longus 
longus Bacteria; 
ulfovibrio. 
Veillonella caviae 


Cryptanaerobacter 
3 Cryptanaerobacter 
anaerobacter. 


Desulfovibrionaceae; Des 
94 gi|219846172|ref|NR_025762.1 
4070099 4071500 Veillonella caviae Bacteria; 
Veillonella. 

94 gi| 219846167 |ref|NR_025757.1 
complete sequence 4077655 407918 
Clostridiales; Peptococcaceae; Crypt 
94 gi|219846156|ref|NR_025746.1 


strain P2 16S ribosomal RNA, partial sequence 


Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; 
ref 
4116858 4118354 Streptococcus 
Streptococcus. 


489970 Bacteria_16S 


strain ON59 16S ribosoma 


Firmicutes; 
489970 Bacteria_16S 


strain MSS-155 16S ribos 
Bacillales; 


Firmicutes; 
489970 Bacteria_16S 
aliphaticivorans 
aliphaticivorans 
Desulfatibacillum. 
489970 Bacteria_16S 


canifelinum strain RMA 12708 16S ribosomal RNA, partial sequence 
Fusobacteriales; 


canifelinum Bacteria; 
489970 Bacteria_16S 


Lactobacillales; 


strain 
Bacteria; 


4117970 4117924 50 


4133256 4133210 50 


Bacillaceae; 
4165758 4165712 50 


4182570 4182524 50 


Fusobacteria; 
4208185 4208139 50 


94 


1 RNA, partial sequence 
Streptococcaceae; 


94 


omal RNA, partial sequence 
Halobacillus. 


94 


CV2803 16S ribosomal RNA, partial 


Proteobacteria; Deltaproteobacteria; Desulfobacterales 


94 


94 


Desulfofaba fastidiosa 


4094388 4095793 Desulfofaba fastidiosa Bacteria; 


gi| 219846139 


gi|219846125 


219846104 
sequence 


gi 


gi| 219846089 


Fusobacteriaceae; 
ref 


gi|219846070 


thermautotrophica strain 41 16S ribosomal RNA, partial sequence 


thermautotrophica Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiales Family XVI. 
Carboxydocella. 


Sedis; 


ref 
4132144 4133665 Halobacillus 


ref 


ref 


Desul 
NR_025729.1 


NR_025715.1 


NR_025694.1 
4164674 416611 


NR_025679.1 
181497 418295 
Fusobacter 


rs 


fofaba. 
Streptococcus minor 
minor Bacteria; 


Halobacillus locisalis 


locisalis Bacteria; 


Desulfatibacillum 
9 Desulfatibacillum 
; Desulfobacteraceae; 


Fusobacterium 
4 Fusobacterium 
ium. 


NR_025660.1 
4207086 420854 


Carboxydocella 
0 Carboxydocella 
Incertae 


489970 Bacteria_16S 
strain 34633 16S 


4223437 4223391 50 94 

ribosomal RNA, partial sequence 
489970 Bacteria_16S 10050 9965 1 85 
tunicata strain D 
Bacteria; Proteob 
Pseudoalteromonas 
489970 Bacteria_16S 
strain Ifremer A3 
Proteobacteria; G 
489970 Bacteria_16S 
1721-77 16S ribos 
Gammaproteobacter 


489970 Bacteria_16S 


41901 41868 43 76 


168165 168132 43 
omal RNA, partial sequence 


76 


169689 169656 43 76 
strain Fowl 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; 
489970 Bacteria_16S 171165 171132 43 76 
strain 50 16S ribosomal RNA, partial sequence 


gi 


4222451 42238 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Brady 


gi 


2 16S ribosomal RNA, partial sequence 
acteria; Gammaproteobacteria; Alteromo 


gi 


65 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 


gi 


167046 168502 Vibri 
ia; Vibrionales; Vibrionaceae; Vibrio. 


gi 


168553 16998 
Vibri 


gi 


170036 17150 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
489970 Bacteria_16S 172675 172642 43 76 gi| 265678948 
strain PB 1 16S ribosomal RNA, partial sequence 171556 17300 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; V 
489970 Bacteria_16S 174183 174150 43 76 gi| 265678947 


398 16S ribosomal 
Gammaproteobacter 
489970 Bacteria_16S 


strain OY 0-002 1 
Proteobacteria; 


Bacteria; 


Proteobacteria; 


strain Benl02 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
489970 Bacteria_16S 


strain ATCC 23391 
Tenericutes; Moll 


489970 Bacteria_16S 
californicum stra 
californicum Bact 
489970 Bacteria_16S 
multivorans strai 
Firmicu 
489970 Bacteria_16S 


Bacteria; 


strain LCl 16S ri 
Proteobacteria; 


bajacaliforniensi 
bajacaliforniensi 


489970 Bacteria_16S 


69 16S ribosomal 
Gammaproteobacter 


489970 Bacteria_16S 


strain K1l1 16S ri 
Proteobacteria; B 


489970 Bacteria_16S 


strain 289 16S ri 
Proteobacteria; 


Gammaproteobacter 


489970 Bacteria_16S 


strain MV1075 16S 
Thermotogae; Ther 


489970 Bacteria_16S 


strain NVI 88/441 
Proteobacteria; 


strain B43 16S ri 


G 
489970 Bacteria_16S 
leiognathi strain 
Proteob 
489970 Bacteria_16S 
strain 40 16S rib 
G 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 
40M4T 16S ribosomal RNA, 


G 
489970 Bacteria_16S 


RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Aliivib 
175691 175658 43 76 gi 


ammaproteobacteria; Vibrionales; Vibri 
177177 177144 43 76 gi 
Ll 16S ribosomal RNA, partial sequenc 
acteria; Gammaproteobacteria; Vibriona 
223276 223243 43 76 gi 
osomal RNA, partial sequence 
ammaproteobacteria; Vibrionales; Vibri 
250869 250824 51 94 gi 
ribosomal RNA, partial sequence 


288412 288363 47 94 gi 
16S ribosomal RNA, partial sequence 

icutes; Mycoplasmataceae; Mycoplasma. 
300598 300545 43 94 gi 
in ST-6 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
396158 396109 47 94 gi 
n 28-1 16S ribosomal RNA, partial sequ 
tes; Bacillales; Bacillaceae; Tenuibac 
419370 419337 43 76 gi 
bosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
485332 485287 31 76 gi 
s strain BA-2 16S ribosomal RNA, compl 
s Bacteria; Spirochaetes; Spirochaetal 
486911 486878 43 76 gi 
RNA, partial sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
534335 534306 47 76 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
616323 616290 43 76 gi 
bosomal RNA, complete sequence 
ammaproteobacteria; Vibrionales; Vibri 
645300 645267 43 76 gi 
complete sequence 
ia; Vibrionales; Vibrionaceae; Vibrio. 
670828 670799 47 76 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Marinitoga. 
709798 709765 43 76 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Vibrionales; Vibri 


173054 174520 Vibri 
6S ribosomal RNA, partial sequence 174571 17599 
onaceae; 
e 
222148 22363 
onaceae; 


249819 25124 
hodobacter 
uence 

ence 39505 
illus. 

418286 41972 
ete sequen 
es; 
485792 487320 Vibri 
533233 53475 
mamonadace 
615203 61674 


644174 645732 Vibri 


669757 67122 


onaceae; 


219846056 


rhizobiace 
265679057 
8961 


nadales; P 


265679036 

40774 
onaceae; V 
265678951 
265678950 


onaceae; V 
265678949 


rio. 
265678946 


Vv 
265678945 
17604 
les; Vibri 
265678914 
Vv 
265678895 
265678868 

28734 
265678860 
smataceae; 
265678791 
265678775 


Halomonad 
265678728 


Spiroc 
265678727 


265678696 


265678641 


265678602 


265678576 
70866 
A 


717553 717520 43 76 gi 
bosomal RNA, partial sequence 


ref|NR_025646.1| Afipia massiliensis 

25 Afipia massiliensis Bacteria; 

ae; Afipia. 

ref|NR_029365.1 
10291 Pseudo 

seudoalteromonad 


Pseudoalteromonas 
alteromonas tunicata 
aceae; 


ref |NR_029344.1 

42243 Vibrio 
ibrio. 
ref|NR_029259.1 
o mimicus Bacter 


Vibrio pectenicida 
pectenicida Bacteria; 


Vibrio mimicus strain 
ia; Proteobacteria; 


ref|NR_029258.1| Vibrio metschnikovii 
5 Vibrio metschnikovii Bacteria; 
ibrio. 


ref|NR_029257.1| Vibrio mediterranei 

5 Vibrio mediterranei Bacteria; 

ibrio. 

ref|NR_029256.1| Vibrio gazogenes 

3 Vibrio gazogenes Bacteria; 

ibrio. 

ref|NR_029255.1| Vibrio fischeri strain 


o fischeri Bacteria; Proteobacteria; 


ref|NR_029254.1| Vibrio aestuarianus 

7 Vibrio aestuarianus Bacteria; 

ibrio. 

ref|NR_029253.1| Photobacterium 

8 177513 Photobacterium leiognathi 
onaceae; Photobacterium. 
ref|NR_029222.1| Vibrio campbellii 

1 Vibrio campbellii Bacteria; 

ibrio. 

ref|NR_029203.1| Amaricoccus veronensis 


9 Amaricoccus veronensis Bacteria; 


aceae; Amaricoccus. 
ref|NR_029174.1| Mycoplasma felis 
1 288773 Mycoplasma felis Bacteria; 
ref|NR_029166.1| Mycoplasma 

299496 300945 Mycoplasma 
Mycoplasma. 
ref|NR_029096.1| Tenuibacillus 


0 396528 Tenuibacillus multivorans 
ref|NR_029080.1| Halomonas boliviensis 
6 Halomonas boliviensis Bacteria; 
aceae; Halomonas. 
ref |NR_029033.1 
ce 484221 485741 
haetaceae; Spiro 
ref |NR_029032.1 
© ponticus Bacte 


Spirochaeta 
Spirochaeta 

chaeta. 

Vibrio ponticus strain 
ria; Proteobacteria; 


ref|NR_029001.1| Ottowia thiooxydans 
7 Ottowia thiooxydans Bacteria; 

ae; Ottowia. 

ref|NR_028946.1| Vibrio agarivorans 


4 Vibrio agarivorans Bacteria; 


onaceae; Vibrio. 
265678621|ref|NR_028926.1| Vibrio lentus strain 
o lentus Bacteria; Proteobacteria; 


ref|NR_028907.1| Marinitoga camini 
5 Marinitoga camini Bacteria; 


265678570 


ref|NR_028881.1| Aliivibrio wodanis 

8 710188 Aliivibrio wodanis Bacteria; 
liivibrio. 

ref|NR_028875.1| Enterobacter pyrinus 


716437 717968 Enterobacter pyrinus Bacteria; 


Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Enterobacter. 


489970 Bacteria_16S 
VR1 16S ribosomal 


489970 Bacteria_16S 
subsp. 


Salinivibrio. 
489970 Bacteria_16S 


strain SB2B 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; Alteromonadales; 


Proteobacteria; 
489970 Bacteria_16S 


quisquiliarum strain BLx 16S ribosomal RNA, partial sequence 
quisquiliarum Bacteria; 


489970 Bacteria_16S 


strain YB1 16S ribosomal RNA, partial sequence 


Proteobacteria; 
489970 Bacteria_16S 
strain MBIC3157 1 
Proteobacteria; 
489970 Bacteria_16S 


hydrothermalis strain Slthf2 16S 
hydrothermalis Bacteria; 


Halomonas. 
489970 Bacteria_16S 
strain Althfl 16S 
Proteobacteria; 
489970 Bacteria_16S 


strain Eplumel 16S riboso: 
Gammaprot 


Proteobacteria; 
489970 Bacteria_16S 
strain Esulfidel 
Proteobacteria; 

489970 Bacteria_16S 


NS12 16S ribosomal RNA, partial sequence 


Sphingobacteria; 
489970 Bacteria_16S 


strain A431 16S ribosomal RNA, partial sequence 


Proteobacteria; 
489970 Bacteria_16S 
subsp. costicola 
costicola subsp. 
Salinivibrio. 

489970 Bacteria_16S 
strain MP145 16S 


489970 Bacteria_16S 


strain KA3 16S ribosomal RNA, partial sequence 


Thermotogae; 
489970 Bacteria_16S 
ulvae strain UL12 
Bacteria; 
Pseudoalteromonas. 
489970 Bacteria_16S 
texasensis strain 
texasensis Bacteria; 
Actinosynnemataceae; 
489970 Bacteria_16S 


CAIM 629 16S ribosomal RNA, partial sequence 1657325 1658829 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


489970 Bacteria_16S 
strain 75-80 16S 
Proteobacteria; 

489970 Bacteria_16S 


CAIM 578 16S ribosomal RNA, partial sequence 1698596 1700102 Vibri 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


489970 Bacteria_16S 
strain LMG 20362 
Proteobacteria; 

489970 Bacteria_16S 


R-3712 16S ribosomal RNA, partial sequence 


ribosomal RNA, 
Gammaprot 


770058 770025 43 


RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


966059 966026 43 


vallismortis strain DV 16S ribosomal RNA, partial sequence 
subsp. vallismortis Bacteria; 


1011980 1011947 43 


1047157 1047108 47 


Firmicutes; 
1136037 1136004 43 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


1154149 1154116 43 


6S ribosomal RNA, partial sequence 1153118 11545 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


1211812 1211779 43 
Proteobacteria; 


1213289 1213256 43 


1214782 1214749 43 


1216262 1216229 43 


16S ribosomal RNA, partial sequence 1215201 12166 
Gammaproteobacteria; Oceanospirillales; 


1249549 1249520 47 


Sphingobacteriales; Flexibacteraceae; 


1258478 1258445 43 


Gammaproteobacteria; Vibrionales; Vibrionaceae; 


1355609 1355576 43 


strain ATCC 33508 16S ribosomal RNA, partial seq 
costicola Bacteria; 


1393110 1393057 43 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


1396212 1396183 47 


Thermotogales; Thermotogaceae; Marinitoga. 


1403676 1403591 1 


16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; 


1536941 1536904 49 


NRRL B-16134 16S ribosomal RNA, partial 
Actinobacteria; Actinobacteridae; 


Saccharothrix. 
1658429 1658396 43 


1659984 1659951 43 


ribosomal RNA, partial sequence 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


1699700 1699667 43 


1777134 1777101 43 


16S ribosomal RNA, partial sequence 1776030 17774 
Gammaproteobacteria; Vibrionales; Vibrionaceae; 


1792242 1792209 43 


Proteobacteria; 


Bacillales; 


ribosomal RNA, partial 


partial sequence 
eobacteria; Oceanospirillales; 


mal RNA, partial sequence 
eobacteria; Oceanospirillales; 


Proteobacteria; 


76 gi| 265678533 
768965 770424 Vibri 
76 


gi|265678401 


76 gi| 265678370 
1010904 10123 
Shewanellac 
94 gi| 265678347 
Bacillaceae; Cera 

gi| 253680766 


1134932 11363 


76 


76 gi| 253680754 
P 
224581438 
sequence 


Gammaproteobacteria; Oce 


76 gi 


76 gi|224581437 
1212209 12136 
Halomonad 
gi|224581436 
1213697 12151 
Halomonad 


224581404 


76 


76 gi 
Halomonad 
76 gi|219857416 
1248510 1249867 Runel 
Runella. 

gi| 219856813 
1257400 12588 
Vv 
228720264 


76 


76 gi 


Gammaproteob 
94 gi|228716184 
1392046 13934 
76 gi| 228715882 
1395106 13965 
85 219857444 
14026 


gi 


P 

85 gi| 219857378 
sequenc 

Actinomyce 

76 gi| 219878436 


76 gi| 219878435 
1658880 16603 
G 
219878408 


76 gi 


76 gi| 219878352 
Vv 
219878341 


76 


Gammaproteobacteria; 


ref |NR_028837.1 


ref |NR_028703.1 
964933 966480 
Vibrionales; 
ref |NR_028672.1 
eae; Shewanella. 
ref |NR_028649.1 

1046039 104752 
sibacillus. 
ref|NR_028014.1 


ref |NR_028002.1 
hotobacterium. 
ref|NR_027220.1 
1210750 121215 
anospirillales; 
ref|NR_027219.1 


aceae; 
ref |NR_027218.1 


aceae; 
ref|NR_027185.1 


aceae; Halomonas 
ref|NR_025004.1 
la zeae Bacteria 
ref |NR_024632.1 
ibrio. 
ref|NR_027590.1 
uence 135446 
acteria; Vibrion 


ref|NR_027548.1 


ref|NR_027541.1 


ref |NR_025032.1 
05 1403959 Pseudo 
seudoalteromonad 


ref|NR_024966.1 
e 1535864 153737 
tales; Pseudonoc 


ref|NR_025575.1 
o fortis Bacteri 


ref|NR_025574.1 
rimontia. 

ref|NR_025547.1 
© pomeroyi Bacte 
ref|NR_025491.1 


ibrio. 


gi 


Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 


o ruber Bacteria; 


Vibrio ruber strain 
Proteobacteria; 


Salinivibrio costicola 
Salinivibrio costicola 


Vibrionaceae; 


Shewanella amazonensis 


50 Shewanella amazonensis Bacteria; 


Cerasibacillus 
2 Cerasibacillus 


Vibrio coralliilyticus 


96 Vibrio coralliilyticus Bacteria; 
Vibrio. 


Photobacterium indicum 


25 Photobacterium indicum Bacteria; 


Halomonas 
8 Halomonas 
Halomonadaceae; 


Halomonas axialensis 


46 Halomonas axialensis Bacteria; 
Halomonas. 


Halomonas neptunia 


50 Halomonas neptunia Bacteria; 
Halomonas. 


Halomonas sulfidaeris 


30 Halomonas sulfidaeris Bacteria; 


Runella zeae strain 
; Bacteroidetes; 


Vibrio halioticoli 


27 Vibrio halioticoli Bacteria; 


Salinivibrio costicola 
9 1355953 Salinivibrio 
ales; Vibrionaceae; 


Mycoplasma crocodyli 


92 Mycoplasma crocodyli MP145 Bacteria; 


Marinitoga piezophila 


48 Marinitoga piezophila KA3 Bacteria; 


Pseudoalteromonas 
alteromonas ulvae 
aceae; 


Saccharothrix 
5 Saccharothrix 


ardineae; 


Vibrio fortis strain 
a; Proteobacteria; 


Grimontia hollisae 


83 Grimontia hollisae Bacteria; 


Vibrio pomeroyi strain 
ria; Proteobacteria; 


Vibrio hepatarius 


97 Vibrio hepatarius Bacteria; 


ref |NR_025480.1 


Vibrio chagasii strain 


1791138 1792572 Vibrio chagasii Bacteria; Proteobacteria; 


489970 Bacteria_1 
LMG 19999 16S rib 
G 
489970 Bacteria_1 
15052 16S ribosomal RNA, partial sequence 
Gammaproteobacter 
489970 Bacteria_1 


Proteobacteria; 


strain LMG 20546 
Proteobacteria; 


strain LMG 20536 
Proteobacteria; 


strain LMG 17489 
Firmicutes; 


489970 Bacteria_16S 2104893 2104852 45 85 gi| 219878117 |ref|NR_025256.1 
sibiricum strain Z-7981 16S ribosomal RNA, partial sequence 2103827 2105235 Anoxyn 
Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Anoxynatronum. 
489970 Bacteria_16S 2189651 2189618 43 76 gi|219857606|ref|NR_025195.1 
strain KMM 3582 16S ribosomal RNA, partial sequence 2188558 21900 

Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
489970 Bacteria_16S 2200256 2200203 43 94 gi|219857599|ref|NR_025187.1 


strain MX9 16S ri 
Tenericutes; Moll 


489970 Bacteria_16S 


strain MK405 16S 
Tenericutes; Moll 


489970 Bacteria_16S 


strain BbT2g 16S 
Tenericutes; Moll 


489970 Bacteria_16S 


strain CCBAU 7104 
Bacteria; 
Rhizobium. 


489970 Bacteria_16S 


spermatophilum st 
spermatophilum Ba 


strain PG15 16S r 
Tenericutes; Moll 


489970 Bacteria_16S 


strain R171 16S r 
Tenericutes; Moll 


489970 Bacteria_16S 


strain MMP-1 16S 
Tenericutes; Moll 


489970 Bacteria_16S 


columbinasale str 
columbinasale Bac 


489970 Bacteria_16S 


strain G122 16S r 
Tenericutes; Moll 


489970 Bacteria_16S 


peptidivorans str 
peptidivorans Bac 


489970 Bacteria_16S 


strain IM1 16S ri 


G 
489970 Bacteria_1 


G 
489970 Bacteria_1 


Bacil 


Proteob 


6S 1793716 1793683 43 
osomal RNA, partial sequence 


76 gi 


6S 1795271 1795238 43 76 gi 
ia; Vibrionales; Vibrionaceae; Vibrio. 


6S 1796756 1796723 43 76 gi 


6S 1798310 1798277 43 76 gi 


6S 1946109 1946060 47 94 gi 


lales; Bacillaceae; Bacillus. 


bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2201750 2201717 45 78 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2215339 2215286 43 94 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2245604 2245559 51 94 gi 
2 16S ribosomal RNA, partial sequence 


2368713 2368660 43 94 gi 
rain AH159 16S ribosomal RNA, partial 


2373215 2373162 43 94 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2374721 2374668 43 94 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2377745 2377712 43 76 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2379253 2379200 43 94 gi 


gi 


teria; Tenericutes; Mollicutes; Mycopl 
2380759 2380706 43 94 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 

2435533 2435496 48 84 gi 
ain TMC4 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
2663187 2663142 51 94 gi 
bosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 


489970 Bacteria_16S 


juripiscarius str 
juripiscarius Bac 


489970 Bacteria_16S 


strain SM2-1 16S 


Proteobacteria; G 


489970 Bacteria_16S 


schlegeliana stra 
schlegeliana Bact 


489970 Bacteria_16S 


2679814 2679765 47 94 gi 
ain IS40-3 16S ribosomal RNA, partial 

teria; Firmicutes; Bacillales; Bacilla 
2733987 2733954 43 76 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2735477 2735444 43 76 gi 
in HRKA1 16S ribosomal RNA, partial se 
eria; Proteobacteria; Gammaproteobacte 
2736967 2736934 43 76 gi 


acteria; Alphaproteobacteria; Rhizobia 


cteria; Tenericutes; Mollicutes; Mycop 
489970 Bacteria_16S 


ain 694 16S ribosomal RNA, partial seq 


on 


on 


on 


le 


se 
la 


ue 
as 


qu 
di 


lo 


se 
ce 


he 


qu 
ri 


219878340 
1792623 17941 
ammaproteobacteria; Vibrionales; Vibri 


aceae; 


219878339 
1794167 1795601 Vibri 


219878338 
16S ribosomal RNA, partial sequence 1795652 17971 
ammaproteobacteria; Vibrionales; Vibri 


aceae; 


219878337 
16S ribosomal RNA, partial sequence 1797206 17986 
ammaproteobacteria; Vibrionales; Vibri 


aceae; 


219878231 
16S ribosomal RNA, partial sequence 1945009 19464 


2199190 22006 


219857598 
2200688 22021 


219857589 
2214274 22157 


219857569 
22445 
Rhizo 


S; 


219857481 
quence 

smatacea 
219857478 
2372144 23736 


219857477 
2373653 23751 


219857475 
2376676 23781 


219857474 


nce 


219857431 


ence 
ales; 


219857215 
2662145 26634 


cystac 


219857203 
quence 

Lent 
219857165 
2732909 27343 
wanellac 
219857164 


ae; 


ence 
a; 


marinintestina strain IK-1 16S ribosomal RNA, partial sequence 


marinintestina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


mataceae 
219857473 
2379691 23811 


Alter 
219857163 


ref |NR_025479.1 
ibri 
ref 
o xu 


Vv Oo. 
NR_025478.1 
ii Bacteria; 
ref|NR_025477.1 
ibri 
ref 


Vv Oo. 


NR_025476.1 
ibri 
ref 


Vv oO. 


NR_025370.1 


ref|NR_025186.1 


ref|NR_025177.1 


ref|NR_025157.1 
78 2245989 Rhizob 
biaceae; Rhizobi 


ref|NR_025069.1 
2367647 236907 

e; Mycoplasma. 

ref|NR_025066.1 


ref|NR_025065.1 


ref|NR_025063.1 


ref|NR_025062.1 

2378183 237964 
; Mycoplasma. 
ref|NR_025061.1 


ref|NR_025019.1 
2434473 243595 
ostridiaceae; Cl 
ref |NR_024843.1 


cl 


eae; Methylopila. 
ref |NR_024831.1 

2678696 268021 
ibacillus. 


ref |NR_024793.1 


eae; Shewanella 
ref|NR_024792.1 

2734399 273583 
omonadales; Shew 


Vibrio pacinii strain 


16 Vibrio pacinii Bacteria; 


Vibrio xuii strain R- 
Proteobacteria; 


Vibrio brasiliensis 


55 Vibrio brasiliensis Bacteria; 


Vibrio neptunius 


73 Vibrio neptunius Bacteria; 


Bacillus fumarioli 


74 Bacillus fumarioli Bacteria; 


Anoxynatronum 
atronum sibiricum 


Shewanella fidelis 


57 Shewanella fidelis Bacteria; 


Mycoplasma mustelae 


37 Mycoplasma mustelae Bacteria; 


Mycoplasma moatsii 


48 Mycoplasma moatsii Bacteria; 


Mycoplasma buteonis 


21 Mycoplasma buteonis Bacteria; 


Rhizobium indigoferae 
ium indigoferae 
um/Agrobacterium group; 


Mycoplasma 
5 Mycoplasma 


Mycoplasma maculosum 


02 Mycoplasma maculosum Bacteria; 


Mycoplasma lipofaciens 


08 Mycoplasma lipofaciens Bacteria; 


Mycoplasma columbinum 


32 Mycoplasma columbinum Bacteria; 


Mycoplasma 
0 Mycoplasma 


Mycoplasma caviae 


46 Mycoplasma caviae Bacteria; 


Clostridium 

3 Clostridium 
ostridium. 

Methylopila capsulata 


75 Methylopila capsulata Bacteria; 


Lentibacillus 
9 Lentibacillus 


Shewanella sairae 


48 Shewanella sairae Bacteria; 


Shewanella 
8 Shewanella 


anellaceae; Shewanella. 


ref |NR_024791.1 
2735889 273732 
sh 


Shewanella 
8 Shewanella 
ewanellaceae; 


489970 Bacteria_16S 2893102 2893069 43 76 
strain S-1 16S ribosomal RNA, partial sequence 


gi 


219856861 
2892009 28935 


ref|NR_024680.1 


Vibrio rumoiensis 


02 Vibrio rumoiensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

489970 Bacteria_16S 2934112 2934079 43 76 gi| 219856834 |ref|NR_024653.1| Marinobacterium 
jannaschii strain IFO 15466 16S ribosomal RNA, partial sequence 2933018 2934480 Marinobacterium 
jannaschii Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Marinobacterium. 

489970 Bacteria_16S 3227771 3227738 43 76 gi|219846769|ref|NR_026361.1| Vibrio tapetis strain 
CECT 4600 16S ribosomal RNA, partial sequence 3226672 3228143 Vibrio tapetis Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

489970 Bacteria_16S 3429385 3429352 43 76 gi|219846625|ref|NR_026217.1| Shewanella benthica 
strain ATCC 43992 16S ribosomal RNA, partial sequence 3428293 3429730 Shewanella benthica Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

489970 Bacteria_16S 3527555 3527522 43 76 gi|219846558|ref|NR_026150.1]| Clostridium 
neopropionicum strain DSM 3847 16S ribosomal RNA, complete sequence 3526458 3527968 Clostridium 
neopropionicum Bacteria; Firmicutes; Clostridia; Clostridiales; Clostridiaceae; Clostridium. 

489970 Bacteria_16S 3558427 3558394 43 76 gi|219846537|ref|NR_026129.1| Vibrio tubiashii 
strain Milford 74 16S ribosomal RNA, partial sequence 3557298 3558733 Vibrio tubiashii Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

489970 Bacteria_16S 3559907 3559874 43 76 gi|219846536|ref|NR_026128.1| Vibrio proteolyticus 
strain ATCC 15338 16S ribosomal RNA, partial sequence 3558784 3560248 Vibrio proteolyticus Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

489970 Bacteria_16S 3561422 3561389 43 76 gi|219846535|ref|NR_026127.1| Vibrio orientalis 


strain 717 16S ribosomal RNA, partial sequence 


3560299 35617 


64 Vibrio orientalis Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

489970 Bacteria_16S 3562943 3562910 43 76 gi|219846534|ref|NR_026126.1] Vibrio 
nigripulchritudo strain 164 16S ribosomal RNA, partial sequence 3561815 3563248 Vibrio 
nigripulchritudo Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
489970 Bacteria_16S 3564428 3564395 43 76 gi|219846533|ref|NR_026125.1| Vibrio nereis strain 
80 16S ribosomal RNA, partial sequence 3563299 3564734 Vibrio nereis Bacteria; Proteobacteria; 
Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

489970 Bacteria_16S 3565908 3565875 43 76 gi|219846532|ref|NR_026124.1| Vibrio natriegens 
strain ATCC 14048 16S ribosomal RNA, partial sequence 3564785 3566250 Vibrio natriegens Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

489970 Bacteria_16S 3567414 3567381 43 76 gi|219846531|ref|NR_026123.1| Vibrio diazotrophicus 


strain NS 16S ribosomal RNA, partial sequence 


3566301 35677 


56 Vibrio diazotrophicus Bacteria; 


Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

489970 Bacteria_16S 3568920 3568887 43 76 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

489970 Bacteria_16S 3658518 3658485 43 76 gi|219846466|ref|NR_026058.1| Shewanella 
gelidimarina strain ACAM 456 16S ribosomal RNA, partial sequence 3657404 3658910 Shewanella 
gelidimarina Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
489970 Bacteria_16S 3682931 3682849 13 94 gi|219846449|ref|NR_026040.1| Octadecabacter 
arcticus strain 238 16S ribosomal RNA, partial sequence 3681864 3683252 Octadecabacter arcticus 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Octadecabacter. 

489970 Bacteria_16S 3691977 3691924 43 94 gi| 219846443 |ref|NR_026034.1| Mycoplasma adleri 


strain G145 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
489970 Bacteria_16S 3749959 3749926 43 76 gi 
strain A089 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibri 
489970 Bacteria_16S 3783212 3783159 43 94 gi 
leopharyngis strain LL2 16S ribosomal RNA, partial sequ 
Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; My 
489970 Bacteria_16S 3787651 3787598 43 94 gi 
strain PU 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
489970 Bacteria_16S 3798226 3798173 43 94 gi 
strain PS-1 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Thiotrichales; Pis 
489970 Bacteria_16S 3885003 3884950 43 94 gi 


on 


en 
co 


ci 


3690909 36923 


219846401 
3748871 37503 


219846375 


219846372 


3786577 37880 


219846364 
3797117 37986 


219846306 


aceae; V 


ce 37821 
plasma. 


ricketts 


ref |NR_025992.1 


ref|NR_025955.1 


iaceae; Cyclocla 
ref|NR_025896.1 


64 Mycoplasma adleri Bacteria; 


Vibrio scophthalmi 


67 Vibrio scophthalmi Bacteria; 


ibrio. 

ref|NR_025966.1| Mycoplasma 

35 3783570 Mycoplasma leopharyngis 
ref|NR_025963.1| Mycoplasma felifaucium 


11 Mycoplasma felifaucium Bacteria; 


Cycloclasticus pugetii 


10 Cycloclasticus pugetii Bacteria; 


sticus. 
Mycoplasma corogypsi 


strain BV1 16S ri 


bosomal RNA, partial sequence 


3883911 38853 


77 Mycoplasma corogypsi Bacteria; 


Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 


489970 Bacteria_16S 3900412 3900347 31 94 gi 
strain OCh 254 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
489970 Bacteria_16S 3951401 3951368 43 76 gi 
strain DSS12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Alteromonadales; S 


ho 


he 


219846295 
3899350 39007 


219846258 
3950287 39517 
wanellac 


dobacter 


489970 Bacteria_16S 4003140 4003107 43 76 gi 
lipolyticum strain M37 16S ribosomal RNA, partial sequenc 


219846223 
4002046 4003543 Photobacterium lipolyticum 


e 


ref|NR_025885.1| Roseibium denhamense 
43 Roseibium denhamense Bacteria; 
aceae; Roseibium. 

ref|NR_025848.1| Shewanella violacea 
92 Shewanella violacea Bacteria; 

eae; Shewanella. 

ref|NR_025813.1| Photobacterium 


Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Photobacterium. 


489970 Bacteria_ 


strain SW-120 16S 
G 


Proteobacteria; 
489970 Bacteria_ 


strain SW-117 16S 
G 


Proteobacteria; 
489970 Bacteria_ 


HDS1-1 16S riboso 
Gammaproteobacter 


489970 Bacteria_ 


strain KMM 3823 1 
G 


Proteobacteria; 
489970 Bacteria_ 
strain G3-29 16S 
Proteobacteria; 

489970 Bacteria_ 
strain 1H 9 16S 
Proteobacteria; 

489970 Bacteria_ 


strain G-16.1 16S 


G 


G 


ribosomal RNA, partial sequence 214535 21600 
ammaproteobacteria; Oceanospirillales; 
16S 491615 491583 44 76 gi| 265678724 
ribosomal RNA, partial sequence 490502 49197 


Halomonad 


acea 
ref 


e; Halomona 
NR_029029.1 


16S 4028852 4028819 43 76 gi|219846204|ref|NR_025794.1| Shewanella aquimarina 
ribosomal RNA, partial sequence 4027757 4029255 Shewanella aquimarina Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 4030402 4030369 43 76 gi|219846203|ref|NR_025793.1| Shewanella marisflavi 
ribosomal RNA, partial sequence 4029306 4030805 Shewanella marisflavi Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 4047107 4047074 43 76 gi|219846189|ref|NR_025779.1| Vibrio ezurae strain 

mal RNA, partial sequence 4045996 4047515 Vibrio ezurae Bacteria; Proteobacteria; 

ia; Vibrionales; Vibrionaceae; Vibrio. 

16S 4179476 4179443 43 76 gi|219846094|ref|NR_025684.1| Shewanella waksmanii 
6S ribosomal RNA, partial sequence 4178357 4179896 Shewanella waksmanii Bacteria; 
ammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 

16S 4187095 4187062 43 76 gi|219846085|ref|NR_025675.1| Vibrio superstes 

ribosomal RNA, partial sequence 4186000 4187486 Vibrio superstes Bacteria; 

ammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

16S 215652 215620 44 76 gi|265678919|ref|NR_029227.1| Halomonas elongata 


2 Halomonas elongata Bacteria; 
s 


Halomonas organivorans 


3 Halomonas organivorans Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

489970 Bacteria_16S 779397 779349 48 94 gi|265678526|ref|NR_028830.1| Desulfobacter 
postgatei strain 2ac9 16S ribosomal RNA, partial sequence 778272 779794 Desulfobacter postgatei 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacteraceae; Desulfobacter. 
489970 Bacteria_16S 810046 810010 50 85 gi| 265678506 |ref|NR_028809.1| Pseudoalteromonas 
phenolica strain O-BC30 16S ribosomal RNA, partial sequence 808968 810417 Pseudoalteromonas phenolica 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

489970 Bacteria_16S 849604 849529 1 76 gi|265678480|ref|NR_028783.1| Klebsiella 
singaporensis strain LX3 16S ribosomal RNA, partial sequence 848542 849823 Klebsiella 
singaporensis Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; 
Klebsiella. 

489970 Bacteria_16S 904160 904112 48 94 gi|265678442|ref|NR_028744.1| Legionella gresilensis 
strain Greoux 11 D13 16S ribosomal RNA, partial sequence 903072 904507 Legionella gresilensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

489970 Bacteria_16S 936729 936636 1 94 gi| 265678421 |ref|NR_028723.1| Bacteriovorax marinus 
strain SJ 16S ribosomal RNA, partial sequence 935581 937044 Bacteriovorax marinus Bacteria; 
Proteobacteria; Deltaproteobacteria; Bdellovibrionales; Bacteriovoracaceae; Bacteriovorax. 

489970 Bacteria_16S 959917 959881 50 85 gi| 265678405 |ref|NR_028707.1| Bacillus 
selenitireducens strain MLS10 16S ribosomal RNA, partial sequence 958824 960272 Bacillus 
selenitireducens Bacteria; Firmicutes; Bacillales; Bacillaceae; Bacillus. 

489970 Bacteria_16S 967642 967610 44 76 gi|265678400|ref|NR_028702.1| Halomonas campisalis 
strain 4A 16S ribosomal RNA, partial sequence 966531 967930 Halomonas campisalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

489970 Bacteria_16S 973746 973718 48 76 gi|265678395|ref|NR_028697.1| Waddlia chondrophila 
strain WSU 86/1044 16S ribosomal RNA, complete sequence 972617 974173 Waddlia chondrophila Bacteria; 
Chlamydiae; Chlamydiales; Waddliaceae; Waddlia. 

489970 Bacteria_16S 1005936 1005900 50 85 gi|265678374|ref|NR_028676.1| Pseudoalteromonas 
peptidolytica strain F12-50-Al 16S ribosomal RNA, partial sequence 1004861 1006308 Pseudoalteromonas 
peptidolytica Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Pseudoalteromonadaceae; 
Pseudoalteromonas. 

489970 Bacteria_16S 1237472 1237424 48 94 gi|219878251|ref|NR_025390.1| Parasporobacterium 
paucivorans strain SYR1 16S ribosomal RNA, partial sequence 1236392 1237878 Parasporobacterium paucivorans 
Bacteria; Firmicutes; Clostridia; Clostridiales; Lachnospiraceae; Parasporobacterium. 

489970 Bacteria_16S 1276447 1276415 44 76 gi|219846179|ref|NR_025769.1| Chromohalobacter 
sarecensis strain LV4 16S ribosomal RNA, partial sequence 1275363 1276810 Chromohalobacter sarecensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Chromohalobacter. 
489970 Bacteria_16S 1306654 1306590 31 93 gi|219846269|ref|NR_025859.1| Starkeya novella DSM 
506 16S ribosomal RNA, complete sequence 1305606 1307012 Starkeya novella Bacteria; Proteobacteria; 
Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Starkeya. 

489970 Bacteria_16S 1367497 1367469 48 76 gi|228718799|ref|NR_027576.1| Chlamydophila pecorum 
strain E58 16S ribosomal RNA, complete sequence 1366379 1367926 Chlamydophila pecorum E58 Bacteria; 
Chlamydiae; Chlamydiales; Chlamydiaceae; Chlamydophila. 

489970 Bacteria_16S 1418716 1418668 48 94 gi|224581446|ref|NR_027228.1| Helcococcus ovis 


strain s840-96-2 
Firmicutes; Clost 


489970 Bacteria_16S 


israelensis strai 
Bacteria; Proteob 


489970 Bacteria_16S 


canadensis strain 


16S ribosomal RNA, partial sequence 1417633 14190 
ridia; Clostridiales; Clostridiales Family XI. I 
1863881 1863849 44 76 gi| 219878292 
n Bal 16S ribosomal RNA, partial sequence 18627 
acteria; Gammaproteobacteria; Oceanospirillales; 


ncertae Sedis; H 
ref|NR_025431.1 
71 1864302 Chromo 
Halomonadaceae; 


1865463 1865431 44 76 gi|219878291 
ATCC 43984 16S ribosomal RNA, partial sequence 


55 Helcococcus ovis Bacteria; 


elcococcus. 
Chromohalobacter 
halobacter israelensis 
Chromohalobacter. 


ref |NR_025430.1 
1864353 186588 


Chromohalobacter 
4 Chromohalobacter 


canadensis Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; 


Chromohalobacter. 


489970 Bacteria_16S 1976326 1976278 48 94 gi|219878211|ref|NR_025350.1 
phenolica strain PhOl 16S ribosomal RNA, partial sequence 1975215 1976722 Desulf 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfobacterales; Desulfobacterac 
489970 Bacteria_16S 2088149 2088117 44 76 gi|219878131|ref|NR_025270.1 
thermolithotrophum strain BSA 16S ribosomal RNA, partial sequence 2087053 208849 
thermolithotrophum Bacteria; Aquificae; Aquificales; Desulfurobacteriaceae; Desul 
489970 Bacteria_16S 2127627 2127579 48 94 gi|219857650|ref|NR_025239.1 


microaerophila strain ALEN 1 16S ribosomal RNA, partial s 


microaerophila Bacteria; 


Thioalkalispira. 


489970 Bacteria_16S 


strain K9951 16S 


Proteobacteria; Gammaproteobacte 


2188121 2188073 48 94 
ribosomal RNA, partial sequence 


gi 


Proteobacteria; Gammaproteobacteria; Legionellales; Legio 


489970 Bacteria_16S 


pantheris strain 


pantheris Bacteria; 
489970 Bacteria_16S 


strain 462/2 16S 
Tenericutes; Moll 


489970 Bacteria_16S 


ruthenica strain 
Bacteria; Proteob 
Pseudoalteromonas 


489970 Bacteria_16S 
flavipulchra strain NCIMB2033 16S ribosomal RNA, partial 


flavipulchra Bact 
Pseudoalteromonas 


489970 Bacteria_16S 


strain E42 16S ri 
Tenericutes; Moll 


489970 Bacteria_16S 


equigenitalium st 
equigenitalium Ba 


489970 Bacteria_16S 


strain YKJ-16 16S 
Proteobacteria; G 


489970 Bacteria_16S 


maricaloris strai 
maricaloris Bacte 


Pseudoalteromonas. 
489970 Bacteria_16S 


olivapovliticus s 
olivapovliticus B 


489970 Bacteria_16S 


strain KCTC 3666 
Firmicutes; Bacil 


489970 Bacteria_16S 


dichotomicum stra 
dichotomicum Bact 


489970 Bacteria_16S 


strain 2074-AUS-E 
Proteobacteria; G 


489970 Bacteria_16S 


strain GSL-But2 1 
Proteobacteria; D 


489970 Bacteria_16S 


multivorans strai 
Bacteria; Proteob 


489970 Bacteria_16S 


psychrotolerans s 
psychrotolerans B 


489970 Bacteria_16S 


strain IST7 16S r 
Spirochaetes; Spi 


489970 Bacteria_16S 


pneumoniae strain 
pneumoniae Bacter 


489970 Bacteria_16S 


tabacinasalis str 
tabacinasalis Bac 


2197215 2197187 48 76 
LMG 21017 16S ribosomal RNA, complete se 
Firmicutes; Lactobacillales; Lactobac 

2207793 2207745 48 94 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2271874 2271838 50 85 gi 
KMM300 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Alteromona 


gi 


2291542 2291506 50 85 gi 


eria; Proteobacteria; Gammaproteobacteri 


2365686 2365638 48 94 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2367196 2367148 48 94 gi 
rain T37 16S ribosomal RNA, partial sequ 
cteria; Tenericutes; Mollicutes; Mycopla 


gi 


equence 2126557 212798 


219857607 
2187032 21885 


219857552 
ce 2270790 2272278 Pseudo 
dales; Pseudoalteromonadaceae; 


219857538 
sequence 
Alteromonadales; 


219857483 
2364627 23660 


219857482 


2391434 2391402 44 76 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
2447735 2447699 50 85 gi 
ria; Proteobacteria; 
2449273 2449225 48 94 gi 
train WW2-SN4a 16S ribosomal RNA, partia 


acteria; Firmicutes; Lactobacillales; Ca 
2450785 2450737 48 94 gi 


lales; Thermoactinomycetaceae; Laceyella 
2453862 2453814 48 94 gi 
in KCTC 3667 16S ribosomal RNA, partial 
eria; Firmicutes; Bacillales; Thermoacti 
2502010 2501962 48 94 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Legionellales; Legio 
2642192 2642119 1 76 gi 


eltaproteobacteria; Desulfobacterales; D 
2661805 2661761 52 94 gi 
n DM13 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobiale 
2681352 2681304 48 94 gi 
train IDR2-2 16S ribosomal RNA, partial 
acteria; Firmicutes; Lactobacillales; Ca 
2694689 2694661 48 76 gi 
ibosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia. 
2982634 2982606 48 76 gi 
TW-183 16S ribosomal RNA, partial seque 
ia; Chlamydiae; Chlamydiales; Chlamydiac 
3047999 3047951 48 94 gi 
ain GF112B 16S ribosomal RNA, partial se 
teria; Firmicutes; Lactobacillales; Aero 


489970 Bacteria_16S 


Gammaproteobacteria; Alteromonadales; 


219857420 
1 sequence 2448175 244968 
rnobacteriaceae; 
219857419 
16S ribosomal RNA, partial sequence 2449732 24511 


219857417 
sequence 
nomycetaceae; 
219857381 

2500908 2502354 Legion 
nellaceae; Legionella. 
219857230 
6S ribosomal RNA, partial sequence 2641027 2642573 Desulfocella 
esulfobacteraceae; 
219857216 
ce 2660758 2662094 Methyl 
Hyphomicrobiaceae; Me 
219857202 
sequence 
rnobacteriaceae; 
219857192 
2693690 26949 


219846935 


eae; 
219846890 
quence 

coccaceae; Facklamia. 


3067679 3067651 48 76 gi 


219846877 


Chromatiales; 


ref|NR_025196.1 


ref|NR_025189.1 
Lactobacillus. 


ref|NR_025182.1 


ref|NR_025140.1 


ref|NR_025126.1 
2290487 229196 
Pseu 


ref|NR_025071.1 


ref|NR_025070.1 
2366137 236759 


smataceae; Mycoplasma. 
219857466 
2390343 23918 
Halomonadaceae; 
219857421 
n KMM636 16S ribosomal RNA, partial sequence 


ref |NR_025054.1 


ref|NR_025009.1 

2446675 244812 
Pseud 
ref|NR_025008.1 


Alkalib 


ref|NR_025007.1 


ref|NR_025005.1 
2452794 245426 
Thermoflav 


ref|NR_024969.1 


ref|NR_024858.1 
Desul 


ref|NR_024844.1 


ref|NR_024830.1 
2680270 268176 
Alkalib 


ref|NR_024820.1 


ref |NR_026527.1 

2981577 298305 
Chlamydophila. 
ref |NR_026482.1 
3046902 304840 


Desulfobacula 
obacula phenolica 
eae; Desulfobacula. 

Desulfurobacterium 
8 Desulfurobacterium 
furobacterium. 

Thioalkalispira 
9 Thioalkalispira 


Ectothiorhodospiraceae; 


Legionella busanensis 


07 Legionella busanensis Bacteria; 
nellaceae; Legionella. 
219857601 
quence 2196082 219764 
illaceae; 
219857594 
2206719 22081 


Lactobacillus 
0 Lactobacillus 


Mycoplasma dispar 


93 Mycoplasma dispar Bacteria; 


Pseudoalteromonas 
alteromonas ruthenica 


Pseudoalteromonas 
9 Pseudoalteromonas 
doalteromonadaceae; 


Mycoplasma elephantis 


86 Mycoplasma elephantis Bacteria; 


Mycoplasma 
6 Mycoplasma 


Halomonas alimentaria 


35 Halomonas alimentaria Bacteria; 
Halomonas. 


Pseudoalteromonas 
4 Pseudoalteromonas 
oalteromonadaceae; 


Alkalibacterium 
1 Alkalibacterium 
acterium. 
Laceyella putida 


92 Laceyella putida Bacteria; 


Thermoflavimicrobium 
8 Thermoflavimicrobium 
imicrobium. 

Legionella waltersii 
ella waltersii Bacteria; 


Desulfocella halophila 


halophila Bacteria; 


focella. 

Methylorhabdus 

orhabdus multivorans 

thylorhabdus. 
Alkalibacterium 

1 Alkalibacterium 

acterium. 

Borrelia turcica 


59 Borrelia turcica Bacteria; 


Chlamydophila 
5 Chlamydophila 


Facklamia 
3 Facklamia 


ref|NR_026469.1 


Gemella palaticanis 


strain M663-98-1 16S ribosomal RNA, partial sequence 3066573 3067947 Gemella palaticanis Bacteria; 


Firmicutes; Bacil 


lales; Bacillales Family XI. 


Incertae Sedis; 


Gemella. 


489970 Bacteria_16S 


strain LLAP12 16S 
Bacteria; Proteob 


489970 Bacteria_16S 
strain L2 16S rib 


Proteobacteria; G 


489970 Bacteria_16S 


strain Z-7692 16S 
Spirochaetes; Spi 


489970 Bacteria_16S 


strain FB2 16S ri 
Proteobacteria; G 


489970 Bacteria_16S 


proteoclasticus s 
proteoclasticus B 


489970 Bacteria_16S 


marismortui strai 
marismortui Bacte 
Chromohalobacter. 


489970 Bacteria_16S 


strain ATCC 49336 
Proteobacteria; G 


489970 Bacteria_16S 


luteoviolacea str 
luteoviolacea Bac 
Pseudoalteromonas 


489970 Bacteria_16S 


aggregatus strain 
aggregatus Bacter 


489970 Bacteria_16S 


strain NCFB 2890 
Firmicutes; Lacto 


489970 Bacteria_16S 


ovipneumoniae str 
ovipneumoniae Bac 


489970 Bacteria_16S 


strain Co53T 16S 
Spirochaetes; Spi 


489970 Bacteria_16S 


parahaemolyticus 
parahaemolyticus 
Haemophilus. 


489970 Bacteria_16S 


strain 62 16S rib 
Proteobacteria; G 


489970 Bacteria_16S 


strain HAR-13 16S 
Chlamydiae; Chlam 


489970 Bacteria_16S 


muriaticus strain 
Bacteria; Firmicu 


489970 Bacteria_16S 


strain KMM 6017 1 
Bacteroidetes; Sp 


489970 Bacteria_16S 


strain SS20 16S r 


osomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3315685 3315637 28 76 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; 

3353680 3353648 44 76 
bosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3366099 3366051 48 94 gi 
train DSM 12679 16S ribosomal RNA, par 
acteria; Firmicutes; Clostridia; Clost 
3385837 3385805 44 76 gi 
n ATCC 17056 16S ribosomal RNA, partia 
ria; Proteobacteria; Gammaproteobacter 


io 


Spirochaet 


gi 
H 


ti 
ri 


1 
ia 


3387310 3387278 44 76 gi 
16S ribosomal RNA, partial sequence 

ammaproteobacteria; Oceanospirillales; 
3423457 3423421 50 85 gi 
ain NCIMB 1893 16S ribosomal RNA, part 
teria; Proteobacteria; Gammaproteobact 


H 


ia 
er 
3579393 3579346 49 94 gi 
IFAM 1003 16S ribosomal RNA, partial 
ia; Proteobacteria; Alphaproteobacteri 
3614599 3614551 48 94 gi 


se 
a; 


bacillales; Carnobacteriaceae; Alloioc 
3751492 3751444 48 94 gi 
ain Y-98 16S ribosomal RNA, partial se 
teria; Tenericutes; Mollicutes; Mycopl 
3760601 3760573 48 76 gi 
ribosomal RNA, partial sequence 
rochaetales; Spirochaetaceae; Borrelia. 
3824196 3824160 34 70 gi 
strain 536 16S ribosomal RNA, complete 
Bacteria; Proteobacteria; Gammaproteob 


oc 


qu 
as 


s 
ac 


3837665 3837633 44 

osomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
3895854 3895826 48 76 gi 
ribosomal RNA, complete sequence 
ydiales; Chlamydiaceae; Chlamydia. 
3897435 3897387 48 94 gi 
X-1 16S ribosomal RNA, partial sequen 
tes; Lactobacillales; Enterococcaceae; 
3985316 3985288 48 76 gi 


76 gi 


H 


ce 
T 


hingobacteria; Sphingobacteriales; Fla 
4056029 4055997 44 76 gi 
ibosomal RNA, partial sequence 


mm 


3267345 32688 


219846710 
3314589 33160 


219846682 
3352589 33540 


219846673 


219846659 


219846658 


219846629 


219846523 
219846496 
16S ribosomal RNA, partial sequence 3613485 36150 
219846398 
219846392 
3759507 37610 


219846347 


219846337 
3836584 38380 


219846298 
3894733 38962 


219846297 
219846235 
6S ribosomal RNA, partial sequence 3984248 39856 


219846183 
4054980 40563 


nellaceae; Legionella. 
ref|NR_026302.1 
62 Spirochaeta a 
a. 
ref |NR_026274.1 
alomonadacea 
ref 


nce 


e; Halomona 
NR_026265.1 

33650 
Clostridiaceae; 
ref|NR_026251.1 
3384746 33861 
spirillales; Ha 


al seque 
diales; 


sequence 
Oceano 


’ 


ref|NR_026250.1 
33862 
alomonadaceae; Halomona 
ref|NR_026221.1 
ce 3422380 34238 


romonadales; Ps 


1 sequen 
ia; Alte 


ref|NR_026115.1 

3578376 35797 
ales; Bradyrhiz 
ref|NR_026088.1 
09 Alloiococcus 


quence 
Rhizobi 


cus. 
ref|NR_025989.1 

3750418 375189 
; Mycoplasma. 
ref|NR_025983.1 


ence 
mataceae 


ref |NR_025938.1 
3823071 382454 
asteurellales; 


equence 
teria; P 


ref|NR_025927.1 


alomonadacea 


ref 


e; Halomona 
NR_025888.1 


ref|NR_025887.1 
31 3897842 Tetra 
coccus. 

ref|NR_025825.1 


38963 
etrageno 


eovirgac Roseivirga 


NR_025773.1 


eae; 
ref 


25 Legionella lyt 


3 


6 
1 


19 3387691 Halomo 
s 
1 


e 


8 
° 


P 


g 


3267020 3266972 48 94 gi|219846743|ref|NR_026335.1| Legionella drancourtii 
ribosomal RNA, partial sequence 3265947 3267294 Legionella drancourtii LLAP12 
acteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 

3268438 3268390 48 94 gi|219846742|ref|NR_026334.1| Legionella lytica 


ica Bacteria; 


Spirochaeta africana 
fricana Bacteria; 


Halomonas desiderata 


83 Halomonas desiderata Bacteria; 
s 


Caloramator 
4 3366453 Caloramator 
Caloramator. 
Chromohalobacter 
8 Chromohalobacter 
omonadaceae; 


Halomonas eurihalina 

nas eurihalina Bacteria; 
Pseudoalteromonas 

0 Pseudoalteromonas 

udoalteromonadaceae; 


Blastobacter 
9 Blastobacter 
biaceae; Blastobacter. 
Alloiococcus otitis 


otitis Bacteria; 


Mycoplasma 
2 Mycoplasma 


Borrelia coriaceae 


25 Borrelia coriaceae Bacteria; 


Haemophilus 
7 Haemophilus 
asteurellaceae; 


Halomonas pacifica 


63 Halomonas pacifica Bacteria; 
s 


Chlamydia trachomatis 


80 Chlamydia trachomatis Bacteria; 


Tetragenococcus 
enococcus muriaticus 


Roseivirga ehrenbergii 


67 Roseivirga ehrenbergii Bacteria; 


Halomonas koreensis 


78 Halomonas koreensis Bacteria; 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Halomonas. 

489970 Bacteria_16S 4209705 4209657 48 94 gi|219846069|ref|NR_025659.1| Lentibacillus 
salicampi strain SF-20 16S ribosomal RNA, partial sequence 4208591 4210111 Lentibacillus salicampi 
Bacteria; Firmicutes; Bacillales; Bacillaceae; Lentibacillus. 

489970 Bacteria_16S 13021 12975 48 94 gi|265679055|ref|NR_029363.1| Brachyspira aalborgi 
strain 513A 16S ribosomal RNA, partial sequence 11961 13410 Brachyspira aalborgi Bacteria; 
Spirochaetes; Spirochaetales; Brachyspiraceae; Brachyspira. 

489970 Bacteria_16S 54216 54173 53 94 gi| 265679028 |ref|NR_029336.1| Desulfotomaculum 
thermoacetoxidans strain CAMZ 16S ribosomal RNA, partial sequence 53088 54587 Desulfotomaculum 
thermoacetoxidans Bacteria; Firmicutes; Clostridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 
489970 Bacteria_16S 122474 122431 53 94 gi| 265678981 |ref|NR_029289.1| Desulforhabdus 
amnigena strain ASRB1 16S ribosomal RNA, partial sequence 121373 122854 Desulforhabdus amnigena 
Bacteria; Proteobacteria; Deltaproteobacteria; Syntrophobacterales; Syntrophobacteraceae; Desulforhabdus. 
489970 Bacteria_16S 277892 277849 52 93 gi|265678875|ref|NR_029181.1| Mycoplasma feliminutum 


strain Ben 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


icutes; Mycoplasmataceae; Mycoplasma. 


276812 278270 Mycoplasma feliminutum Bacteria; 


489970 Bacteria_16S 


strain WPH 179 16 
Bacteroidetes; Ba 


489970 Bacteria_16S 


strain PUPA-2 16S 
Tenericutes; Moll 


489970 Bacteria_16S 


ushuaiensis strai 
Bacteria; Proteob 


489970 Bacteria_16S 


strain DV1140 16S 
Thermotogae; Ther 


489970 Bacteria_16S 


strain ED 11/3LLK 
Aquificae; Aquifi 


489970 Bacteria_16S 


strain B14 16S ri 
Bacteroidetes; Ba 


489970 Bacteria_16S 


strain SW-45 16S 


Proteobacteria; G 


489970 Bacteria_16S 


strain DSM 2588 1 
Bacteroidetes; Sp 


489970 Bacteria_16S 


caldoxylosilyticu 
caldoxylosilyticu 


489970 Bacteria_16S 


strain SS-2 16S r 
Bacteroidetes; Sp 


489970 Bacteria_16S 


strain BARC318 16 
Tenericutes; Moll 


489970 Bacteria_16S 


lithotrophicum st 
lithotrophicum Ba 


489970 Bacteria_16S 


DSM 20544 16S rib 
Bacteria; Firmicu 


489970 Bacteria_16S 


strain ELCA-2 16S 
Tenericutes; Moll 


489970 Bacteria_16S 


strain PYAN-1 16S 
Tenericutes; Moll 


489970 Bacteria_16S 


thermacidophilum 


328072 328021 12 63 

S ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
441053 441022 45 76 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; Entomoplasm 
488524 488449 1 76 gi 
n Ul 16S ribosomal RNA, partial sequen 
acteria; Gammaproteobacteria; Oceanosp 
505509 505435 1 76 gi 
ribosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
604099 604024 1 76 gi 
16S ribosomal RNA, partial sequence 
cales; Desulfurobacteriaceae; Thermovi 
729940 729889 12 63 gi 
bosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
763953 763878 21 94 gi 
ribosomal RNA, partial sequence 


gi 


941301 941238 13 76 gi 
hingobacteria; Sphingobacteriales; Chi 
958374 958327 49 94 gi 
s strain $1812 16S ribosomal RNA, part 
s Bacteria; Firmicutes; Bacillales; Ba 
976807 976732 1 76 gi 
ibosomal RNA, partial sequence 
hingobacteria; Sphingobacteriales; 
982721 982690 45 76 

S ribosomal RNA, 
icutes; Entomoplasmatales; 
1050272 1050197 1 76 gi 
rain 17S 16S ribosomal RNA, partial se 
cteria; Aquificae; Aquificales; Desulf 
1164891 1164796 1 94 gi 
osomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Veillo 
1279390 1279359 45 76 gi 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1282341 1282310 45 76 
ribosomal RNA, partial sequence 
icutes; Entomoplasmatales; 
1331103 1331056 49 94 gi 
subsp. porcinum strain P3-14 16S ribos 


Sap 
gi 


gi 


326926 32843 


439970 44147 


504361 50587 


728785 73027 


762839 76433 
ammaproteobacteria; Alteromonadales; Alteromonad 


6S ribosomal RNA, partial sequence 940206 94166 


975693 97713 


complete sequence 981620 98314 
Entomoplasmataceae; 


1163739 11652 
1278319 12798 
Entomoplasmataceae; M 


1281261 12827 
Entomoplasmataceae; 


265678842 


ae; Prevot 
265678761 


ataceae; M 
265678726 
ce 48737 
irillales; 
265678715 


265678649 
60290 

brio. 

265678562 


ae; Prevot 
265678537 


265678418 


tinophagac 
265678406 
ial sequen 
cillaceae; 
265678393 


rospiracea 
265678389 


E 
265678345 

quence 

urobacteri 
228720667 


nellaceae; 
219846093 
219846087 

E 


219846082 
omal RNA, 


ref |NR_029147.1 
ella. 
ref|NR_029066.1 


esoplasma. 
ref |NR_029031.1 
1 488866 Marino 
Marinomonas. 
ref |NR_029020.1 


ref |NR_028954.1 
5 604369 Thermo 
ref|NR_028866.1 
ella. 
ref |NR_028841.1 
4 Marinobacter 
aceae; Marinobac 
ref |NR_028720.1 
3 Chitinophaga 
eae; Chitinophag 
ref |NR_028708.1 
ce 957258 958773 
Geobacillus. 
ref|NR_028695.1 


e; Lewinella. 
ref |NR_028691.1 
1 Entomoplasma 
ntomoplasma. 
ref |NR_028647.1 
1049100 105058 
aceae; Balneariu 
ref|NR_027596.1 


Mit 
ref 


suokella. 
NR_025683.1 


lasma. 
NR_025677.1 


esop 
ref 


ntomoplasma. 
ref |NR_025672.1 
complete sequenc 


Prevotella oulorum 


5 Prevotella oulorum Bacteria; 


Mesoplasma photuris 


6 Mesoplasma photuris Bacteria; 


Marinomonas 
monas ushuaiensis 


Thermosipho atlanticus 


1 Thermosipho atlanticus Bacteria; 


Thermovibrio ruber 
vibrio ruber Bacteria; 


Prevotella bryantii 


0 Prevotella bryantii Bacteria; 


Marinobacter litoralis 


litoralis Bacteria; 


ter. 
Chitinophaga pinensis 


pinensis Bacteria; 


a. 
Geobacillus 
Geobacillus 


Lewinella nigricans 


0 Lewinella nigricans Bacteria; 


Entomoplasma freundtii 


freundtii Bacteria; 


Balnearium 
0 Balnearium 
m. 
Mitsuokella multacida 


49 Mitsuokella multacida DSM 20544 


Mesoplasma corruscae 


03 Mesoplasma corruscae Bacteria; 


Entomoplasma somnilux 


49 Entomoplasma somnilux Bacteria; 


Bifidobacterium 
e 1330013 1331535 


Bifidobacterium thermacidophilum subsp. porcinum Bacteria; Actinobacteria; Actinobacteridae; 


Bifidobacteriales 


489970 Bacteria_16S 


melanesiensis str 
melanesiensis BI4 


489970 Bacteria_16S 


HEL-45 16S riboso 


: Bifidobacterium. 


76 gi 


Bifidobacteriaceae; 
1332759 1332685 1 


ain BI429 16S ribosomal RNA, partial s 
29 Bacteria; Thermotogae; Thermotogale 
1379768 1379674 1 94 gi 


mal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


489970 Bacteria_16S 


denitrificans str 
denitrificans OS2 
Shewanella. 


489970 Bacteria_16S 
51271 16S ribosomal RNA, 


Firmicutes; Clost 


489970 Bacteria_16S 


strain USDA 9030 


1385770 1385695 1 76 gi 
ain 0S217 16S ribosomal RNA, partial s 
17 Bacteria; Proteobacteria; Gammaprot 


1499346 1499300 50 

complete sequence 
ridia; Clostridiales; Lachnospiraceae; 
1503734 1503707 49 76 gi 


94 gi 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizo 


489970 Bacteria_16S 


strain CCUG 47334 
Bacteria; Firmicu 


489970 Bacteria_16S 


1614351 1614304 49 94 gi 
16S ribosomal RNA, partial sequence 
tes; Clostridia; Clostridiales; Clostr 


1378686 1380064 Ocean 


1498269 1499735 Caton 


16S ribosomal RNA, partial sequence 1502684 15041 


228721494 
equence 

s; Thermot 
228717469 


hodobacter 
228716834 
equence 


eobacteria; 


219846656 


Catonella 
219846475 


biaceae; R 
219878467 
16132 
idiales Fa 
219878304 


1847354 1847279 1 76 gi 


NR_027617.1 
1331586 133309 
ogaceae; Thermos 
ref |NR_027563.1 
ibulbus indolife 
aceae; Oceanibul 
ref|NR_027556.1 

1384632 138613 
; Alteromonadale 
ref 
ella 


ref 


NR_026248.1 
morbi ATCC 


NR_026067.1 


hizobium/Agrobac 
ref|NR_025606.1 
59 1614770 Helcoc 
mily XI. Incerta 
ref |NR_025443.1 


livingstonensis strain NF22 16S ribosomal RNA, partial sequence 


livingstonensis Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; 


Shewanella. 


1846218 184771 
s 


Thermosipho 
7 Thermosipho 
ipho. 
Oceanibulbus indolifex 
x HEL-45 Bacteria; 
bus. 
Shewanella 
1 Shewanella 
s; Shewanellaceae; 


Catonella morbi ATCC 
51271 Bacteria; 


Rhizobium tropici 


57 Rhizobium tropici Bacteria; 


terium group; Rhizobium. 
Helcococcus sueciensis 

occus sueciensis 

e Sedis; Helcococcus. 
Shewanella 

2 Shewanella 

hewanellaceae; 


489970 Bacteria_16S 


strain 63 16S rib 
Proteobacteria; 


strain Ll 16S rib 
Tenericutes; Moll 


489970 Bacteria_16S 


dechloracetivoran 
dechloracetivoran 
Desulfovibrionace 


489970 Bacteria_16S 


strain EPSA11 16S 
Bacteroidetes; Ba 


489970 Bacteria_16S 


strain Y223G 16S 
Proteobacteria; 


strain IHB1 16S r 
Thermotogae; Ther 


489970 Bacteria_16S 


japonicum strain 
japonicum Bacteri 


489970 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


489970 Bacteria_16S 


pontiacus ChLG-10 
Bacteria; Proteob 


489970 Bacteria_16S 


strain 10371 16S 
Bacteroidetes; Ba 


489970 Bacteria_16S 


strain GIH 16S ri 
Tenericutes; Moll 


489970 Bacteria_16S 


strain VIS 16S ri 
Tenericutes; Moll 


489970 Bacteria_16S 


putrefaciens stra 
putrefaciens Bact 


489970 Bacteria_16S 


strain S51-W 16S 
Proteobacteria; G 


489970 Bacteria_16S 


strain YJS 16S ri 
Tenericutes; Moll 


489970 Bacteria_16S 


strain BARC 857 1 
Tenericutes; Moll 


489970 Bacteria_16S 


delicatus strain 
delicatus Bacteri 
Sulfitobacter. 


489970 Bacteria_16S 


strain KMM 3554 1 


Proteobacteria; Alphapro 
489970 Bacteria_16S 


grammopterae stra 
grammopterae Bact 


489970 Bacteria_16S 


strain CHPA-2 16S 
Tenericutes; Moll 


489970 Bacteria_16S 


strain BA160 16S 
Bacteroidetes; Sp 


489970 Bacteria_16S 


subsp. tularensis 
subsp. tularensis 
Francisella. 


489970 Bacteria_16S 


G 
489970 Bacteria_16S 


G 
489970 Bacteria_16S 


2092644 2092569 1 
osomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; 
2288519 2288488 45 76 
osomal RNA, partial sequence 


76 gi 


Ss 
gi 


ribosomal RNA, partial sequence 


ibosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermosipho 
2932640 2932565 1 76 gi 
ATCC 19191 16S ribosomal RNA, partial 
a; Proteobacteria; Gammaproteobacteria 
2961247 2961172 1 76 gi 


ribosomal RNA, partial sequence 
cteroidia; Bacteroidales; Prevotellace 
3687431 3687400 45 76 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3688948 3688917 45 76 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
3775528 3775497 45 76 gi 
in KS-1 16S ribosomal RNA, partial seq 
eria; Tenericutes; Mollicutes; Mycopla 
3796738 3796663 1 76 gi 
ribosomal RNA, partial sequence 


219878128 


2091488 20930 


hewanellac 
219857540 


2287434 22889 


2699606 27010 


2827347 28288 


219856835 
sequence 
; Oceanosp 


219856816 


2960112 2961625 Colwe 


3144616 31460 


ae; Prevot 


219846446 


3686364 36878 


219846445 


3687881 36893 


219846380 

uence 

smataceae; 
219846366 


3795600 37970 


ref|NR_025267.1| Shewanella baltica 
18 Shewanella baltica Bacteria; 

eae; Shewanella. 
ref|NR_025128.1| Mesoplasma florum 
33 Mesoplasma florum Ll Bacteria; 


icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 
2356496 2356469 49 76 gi|219857490|ref|NR_025078.1| Desulfovibrio 
s strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
s Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
ae; Desulfovibrio. 
2700749 2700698 12 63 gi|219857188|ref|NR_024816.1| Prevotella salivae 


98 Prevotella salivae Bacteria; 


cteroidia; Bacteroidales; Prevotellaceae; Prevotella. 

2717241 2717166 1 76 gi|219857177|ref|NR_024805.1| Colwellia piezophila 
ribosomal RNA, partial sequence 2716108 2717581 Colwellia piezophila Bacteria; 
ammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

2828517 2828443 1 76 gi|219856905|ref|NR_024726.1| Thermosipho japonicus 


49 Thermosipho japonicus Bacteria; 


ref|NR_024654.1 
2931509 293296 
irillales; Pseud 
ref |NR_024635.1 
llia maris Bacte 


Pseudospirillum 
7 Pseudospirillum 
ospirillum. 

Colwellia maris strain 
ria; Proteobacteria; 


ia; Alteromonadales; Colwelliaceae; Colwellia. 
3144240 3144146 1 94 gi|219846826|ref|NR_026418.1| Sulfitobacter 
16S ribosomal RNA, partial sequence 3143169 3144565 Sulfitobacter pontiacus 
acteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 
3145735 3145684 12 63 gi|219846825|ref|NR_026417.1| Prevotella pallens 


69 Prevotella pallens Bacteria; 
ella. 
ref|NR_026037.1| Mycoplasma yeatsii 
30 Mycoplasma yeatsii Bacteria; 


ref |NR_026036.1| Mycoplasma cottewii 
47 Mycoplasma cottewii Bacteria; 


ref|NR_025971.1| Mycoplasma 

3774462 3775927 Mycoplasma 
Mycoplasma. 
ref|NR_025957.1| Colwellia rossensis 


66 Colwellia rossensis Bacteria; 


ammaproteobacteria; Alteromonadales; Colwelliaceae; Colwellia. 

4119488 4119457 45 76 gi|219846138|ref|NR_025728.1| Mesoplasma syrphidae 
bosomal RNA, partial sequence 4118405 4119900 Mesoplasma syrphidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4164201 4164170 45 76 gi|219846105|ref|NR_025695.1| Mesoplasma tabanidae 
6S ribosomal RNA, partial sequence 4163118 4164623 Mesoplasma tabanidae Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4167248 41671541 94 gi|219846102|ref|NR_025692.1| Sulfitobacter 
KMM 3584 16S ribosomal RNA, partial sequence 4166170 4167598 Sulfitobacter 
a; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

4168730 4168636 1 94 gi|219846101|ref|NR_025691.1| Sulfitobacter dubius 
6S ribosomal RNA, partial sequence 4167649 4169078 Sulfitobacter dubius Bacteria; 

teobacteria; Rhodobacterales; Rhodobacteraceae; Sulfitobacter. 

4174882 4174851 45 76 gi| 219846097 |ref|NR_025687.1| Mesoplasma 
in GRUA-1 16S ribosomal RNA, partial sequence 4173799 4175287 Mesoplasma 
eria; Tenericutes; Mollicutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4181035 4181004 45 76 gi|219846092|ref|NR_025682.1| Mesoplasma chauliocola 

ribosomal RNA, partial sequence 4179947 4181446 Mesoplasma chauliocola Bacteria; 
icutes; Entomoplasmatales; Entomoplasmataceae; Mesoplasma. 

4237029 4236998 45 76 gi|219846044|ref|NR_025634.1| Aquiflexum balticum 
ribosomal RNA, partial sequence 4235935 4237393 Aquiflexum balticum Bacteria; 
hingobacteria; Sphingobacteriales; Cyclobacteriaceae; Aquiflexum. 

14560 14534 50 76 gi|265679054|ref|NR_029362.1| Francisella tularensis 

strain B-38 16S ribosomal RNA, partial sequence 13461 14981 Francisella tularensis 


Bacteria; Proteobacteria; Gammaproteo 


19155 19129 50 76 gi 


bacteria; 


265679051 


roseosalivarius strain AA718 16S ribosomal RNA, partial sequence 


roseosalivarius B 
Hymenobacter. 


acteria; Bacteroidetes; Sphingobacteri 


a; Sphingo 


Thiotrichales; Francisellaceae; 
ref |NR_029359.1| Hymenobacter 
18082 19577 Hymenobacter 


bacteriales; Flexibacteraceae; 


489970 Bacteria_16S 35896 35870 50 76 gi|265679040|ref|NR_029348.1| Treponema 
brennaborense strain DD5/3 16S ribosomal RNA, partial sequence 34837 36333 Treponema 
brennaborense Bacteria; Spirochaetes; Spirochaetales; Spirochaetaceae; Treponema. 

489970 Bacteria_16S 37403 37357 50 94 gi|265679039|ref|NR_029347.1| Sulfitobacter 
guttiformis strain Ekho Lake-38 16S ribosomal RNA, partial sequence 36384 37736 Sulfitobacter 


guttiformis Bacte 


Sulfitobacter. 


489970 Bacteria_16S 
aespoeensis strai 
aespoeensis Bacteria; 


Desulfovibrio. 


489970 Bacteria_16S 
strain BR 16S rib 


Spirochaetes; 


Bacteroidetes; 


489970 Bacteria_16S 
strain R-10 16S ribosomal RNA, 
Sphingobacteria; 
489970 Bacteria_16S 
strain FF3 16S ri 


Bacteroidetes; 


96371 96345 50 
Proteobacteria; 


111589 111563 50 


146669 146623 50 


201668 201622 50 


76 


76 


osomal RNA, partial sequence 
Spirochaetales; 
489970 Bacteria_16S 
strain ES2772 16S 


94 


bosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
489970 Bacteria_16S 


94 


strain 22 16S ribosomal RNA, partial sequence 


Firmicutes; 


Rhodobacter. 


489970 Bacteria_16S 
radiotolerans strain P 1 


radiotolerans Bac 
Rubrobacteraceae; 


489970 Bacteria_16S 


strain MSB-8 16S 
Thermotogae; Ther 


489970 Bacteria_16S 


hongkongensis str 
hongkongensis Bac 
Loktanella. 


489970 Bacteria_16S 


strain A3 16S rib 


Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_16S 


strain HTCC2597 1 


strain YIM 70085 


strain TF-27 16S 
Proteobacteria; G 


489970 Bacteria_16S 


G1212 16S ribosom 
Alphaproteobacter 


489970 Bacteria_16S 


strain R65 16S ri 
Proteobacteria; G 


vestfoldensis str 


vestfoldensis Bacteria; 


Loktanella. 


489970 Bacteria_16S 


strain K 1/K2 16S 
Bacteroidetes; 


helgolandensis st 


Jannaschia. 


Clostridia; 
489970 Bacteria_16S 

sphaeroides strain 2.4.1 16S ribosomal RNA, partial sequence 
sphaeroides Bacteria; Proteobacteria; Alphaproteobacteria; 


Sphingobacteria; 
489970 Bacteria_16S 


Clostridiales; 
233777 233731 50 


422417 422371 50 


al RNA, partial sequence 
ia; Rhodobacterales; 
493116 493070 50 
bosomal RN. 


503913 503867 50 
ain R-9477 


571015 570989 50 


572507 572461 50 


489970 Bacteria_16S 


584460 584414 50 


94 


94 


476563 478023 Parac 
Rhodobacteraceae; 


94 


A, partial sequence 
ammaproteobacteria; Alteromonadales; Alteromonad 
489970 Bacteria_16S 


94 


76 


ribosomal RNA, partial sequence 
Sphingobacteriales; 


94 


94 


ria; Proteobacteria; Alphaproteobacteria; 


gi 


n Aspo2 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


gi 
11 


Spirochaetaceae; Treponema. 


Sphingobacteriales; Rho 


gi 
14 


gi 
20 


Clostridiales Family XI. I 


gi 


6S ribosomal RNA, partial sequence 378266 37969 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 
489970 Bacteria_16S 


gi 


16S ribosomal RNA, partial sequence 421328 42283 
Actinobacteria; Actinobacteridae; Actinomycetales; Micrococcineae 
489970 Bacteria_16S 


434879 434853 50 76 gi| 265678765 
ribosomal RNA, partial sequence 433793 43528 
ammaproteobacteria; Alteromonadales; Shewanellac 

477611 477565 50 94 gi| 265678733 


gi 


492024 49353 


gi 


16S ribosomal RNA, partial 
Proteobacteria; Alphaproteobacteria; 


gi 


569932 57142 
Sphingobacter 


gi 


rain Hel 10 16S ribosomal RNA, partial 
helgolandensis Bacteria; Proteobacteria; Alphaproteobacteria; 


gi 


265678999 


265678988 
0499 11199 


129994 129932 1 63 gi| 265678976 |ref|NR_029284.1 
ribosomal RNA, partial sequence 128870 13034 
Bacteroidia; Bacteroidales; Prevotellaceae; Prevotella. 
133061 133035 50 76 gi|265678974|ref|NR_029282.1 
complete sequence 131953 133495 Rhodothermus 


265678965 
5646 14699 


265678929 
0572 20203 


265678907 


265678773 


Paracoccu 
265678723 


265678716 
sequence 


265678672 


265678671 
sequence 


Rhodobacterales; 


Desulfovibrionales; 


dothermaceae; 


hodobacteraceae; 


Rhodobacterales; 


Rhodobacterales; 


Rhodobacterales; 


ref|NR_029307.1 
95265 96764 


ref|NR_029296.1 


ref |NR_029273.1 


ref |NR_029215.1 
232719 234184 


aceae; Oceanicol 
ref |NR_029078.1 


; Yaniellaceae; 
ref |NR_029070.1 


eae; Shewanella. 
ref |NR_029038.1 
occus yeei Bacte 
Ss. 
ref |NR_029028.1 
5 Marinobacter 
aceae; Marinobac 
ref|NR_029021.1 

502862 504310 


ref|NR_028977.1 


265678663 


seriniphilus strain MBT-A4 16S ribosomal RNA, partial sequence 


Rhodobacteraceae; 


Desulfovibrio 
Desulfovibrio 


Desulfovibrionaceae; 


Treponema maltophilum 


2 Treponema maltophilum Bacteria; 


Prevotella dentalis 


1 Prevotella dentalis Bacteria; 


Rhodothermus marinus 


marinus Bacteria; 
Rhodothermus. 


Marinovum algicola 


3 Marinovum algicola Bacteria; 
Marinovum. 
ref|NR_029237.1| Helcococcus kunzii 


6 Helcococcus kunzii Bacteria; 
ncertae Sedis; Helcococcus. 


Rhodobacter 
Rhodobacter 


Rhodobacteraceae; 


262703 262657 50 94 gi| 265678885 |ref|NR_029191.1| Rubrobacter 

16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
teria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacter. 

305156 305130 50 76 gi| 265678857 |ref|NR_029163.1| Thermotoga maritima 
ribosomal RNA, complete sequence 304028 305589 Thermotoga maritima Bacteria; 
motogales; Thermotogaceae; Thermotoga. 

358218 358172 50 94 gi|265678816|ref|NR_029121.1| Loktanella 
ain UST950701-009P 16S ribosomal RNA, partial sequence 357208 358614 Loktanella 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

365751 365705 50 94 gi|265678811|ref|NR_029116.1| Salipiger mucosus 
osomal RNA, partial sequence 364736 366099 Salipiger mucosus Bacteria; 

Rhodobacterales; Rhodobacteraceae; Salipiger. 
379312 379266 50 94 gi| 265678802 |ref|NR_029107.1| Oceanicola batsensis 


0 Oceanicola batsensis Bacteria; 


a. 
Yaniella halotolerans 


0 Yaniella halotolerans Bacteria; 


Yaniella. 
Shewanella gaetbuli 


9 Shewanella gaetbuli Bacteria; 


Paracoccus yeei strain 
ria; Proteobacteria; 


Marinobacter sediminum 


sediminum Bacteria; 


ter. 
Loktanella 
Loktanella 


Rhodobacteraceae; 


Pedobacter africanus 


1 Pedobacter africanus Bacteria; 


iaceae; Pedobacter. 
ref|NR_028976.1| Jannaschia 
571472 572837 Jannaschia 


Rhodobacteraceae; 


ref |NR_028968.1 
583422 584837 


Paracoccus 
Paracoccus 


seriniphilus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


Paracoccus. 
489970 Bacteria_16S 
strain PIPN-2 16S 
Tenericutes; Mollicutes; Entomoplasmatales; 
489970 Bacteria_16S 793178 793152 50 76 

strain ASpGl 16S ribosomal RNA, partial sequence 
Spirochaetes; Spirochaetales; Spirochaetaceae; 

489970 Bacteria_16S 848173 848127 50 94 
kondratievae stra 
Bacteria; Proteob 
489970 Bacteria_16S 858639 858613 50 76 

mexicanus strain Lupl 16S ribosomal RNA, partial 
Bacteria; Proteob 
489970 Bacteria_16S 
nubinhibens strai 
Bacteria; Proteob 
489970 Bacteria_16S 
strain DSS-3 16S 


737475 737445 46 76 


928943 928897 50 94 


930427 930381 50 94 
ribosomal RNA, partial sequence 
489970 Bacteria_16S 935156 935110 50 94 
litoralis strain 
Bacteria; Proteob 
489970 Bacteria_16S 
strain NCTC 13004 
Bacteria; Proteobacteria; Epsilonproteobacteria; 
489970 Bacteria_16S 984306 984280 50 76 
subsp. socranskii strain D56BRIII6 16S ribosomal 
socranskii subsp. socranskii Bacteria; 
489970 Bacteria_16S 1010425 1010399 50 76 
strain OK-1 16S ribosomal RNA, partial sequence 
Proteobacteria; G 
489970 Bacteria_16S 1062246 1062220 50 76 
japonensis strain 758 16S ribosomal RNA, partial 
Bacteria; Bacteroidetes; Sphingobacteria; 
489970 Bacteria_16S 1149748 1149722 50 76 
strain AAFu3 16S ribosomal RNA, partial sequence 
Deferribacteres; Deferribacterales; 
489970 Bacteria_16S 1152725 1152699 50 
strain JT7304 16S riboso: 
Proteobacteria; Gammapro 
489970 Bacteria_16S 1157235 1157189 50 
moniliformis DSM 12112 1 
DSM 12112 Bacteria; Fusobacteria; 
489970 Bacteria_16S 1160259 1160213 50 
acetoxidans DSM 771 16S 
DSM 771 Bacteria; Firmicutes; Clostridia; 
489970 Bacteria_16S 1169349 1169323 50 
smaragdinae DSM 11293 16S ribosomal RNA, partial 
11293 Bacteria; Spirochaetes; Spirochaetales; 
489970 Bacteria_16S 1170905 1170859 50 

DSM 43833 16S ribosomal RNA, partial sequence 
Bacteria; Actinob 
Thermobispora. 
489970 Bacteria_16S 
DSM 4359 16S ribo 
Thermotogae; Thermotogales; Thermotogaceae; 
489970 Bacteria_16S 1204227 1204181 50 
intestinalis DSM 
13280 Bacteria; Actinobacteria; 
Collinsella. 
489970 Bacteria_16S 1205733 1205687 50 

DSM 13279 16S ribosomal RNA, partial sequence 
Bacteria; Actinobacteria; Coriobacteridae; 
Collinsella. 
489970 Bacteria_16S 
hartmannellae str 
hartmannellae Bacteria; Chlamydiae; Chlamydiales; 
489970 Bacteria_16S 1252378 1252352 50 76 


972185 972139 50 94 


76 


94 


94 


76 


94 


1202731 1202705 50 76 


94 
Coriobacteridae; 


94 


1248035 1248005 48 78 


ribosomal RNA, partial sequence 


in GB 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


acteria; Deltaproteobacteria; Desulfov 


n ISM 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Rhodobac 


JS5 16S ribosomal RNA, partial sequenc 
acteria; Deltaproteobacteria; Bdellovi 


16S ribosomal RNA, partial sequence 


Spirochaetes; 


ammaproteobacteria; Alteromonadales; 


Sphingobacter 


mal RNA, partial sequence 
teobacteria; Alteromonadales; 


6S ribosomal RNA, partial seque 
Fusobacteriales; 


ribosomal RNA, partial sequence 
Clostridiales 


Spirochae 


13280 16S ribosomal RNA, partial seque 


ain AlHsp 16S ribosomal RNA, partial s 


gi 


gi 


792094 79356 
Spirocha 


gi 
gi 
sequen 


gi 


gi 


929371 93083 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 


gi 


gi 


Campyl 

gi 
RNA, p 
Sp 
gi 


1009316 10108 


Ss 
gi 
sequen 


gi 


1148654 11501 
Deferribacteraceae; 


gi 


1151622 11530 


P 
gi 


Fuso. 
gi 
gi 

sequen 


gi 


1169826 11712 
acteria; Actinobacteridae; Actinomycet 


gi 


gi 
Coriob 


gi 


1204671 12061 
Coriobacteri 


gi 


Parac 


736380 73789 
Entomoplasmataceae; 


265678556 


E 
265678517 


eta. 

265678481 
nce 84713 
terales; R 
265678473 
ce 85752 
ibrionales 
265678426 
nce 92790 
terales; R 
265678425 


, 


hodobacter 
265678422 
e 93405 
brionales; 
265678396 

97110 
obacterale 
265678388 
artial seq 
irochaetal 
265678371 


Ss; 


hewanellac 
265678336 
ce 10611 
iales; Chi 
253680757 


Geovibrio 
253680755 


sychromona 
228721492 
nce 11561 
bacteriace 
228721485 

11591 
7 Peptococ 
228719827 
ce 11682 
taceae; Sp 
228719618 


ales; Pseu 


228715358 


228715356 
nce 12031 
acteriales 


' 
228715355 


ales; Cori 
219857449 
equence 

hlamydiace 
219857241 


gi 


ref 
7 Entomoplasma 
ntomoplasma. 

ref 
0 Spirochaeta americana Bacteria; 


ref 
2 848491 Parac 
hodo. 
ref 
6 859025 Desul 
De 
ref 
3 929320 Roseo 
hodo. 
ref 
3 Ruegeria pomeroyi Bacteria; 
acea 
ref 
6 935530 Bacte 
Bac 
ref 
0 972566 Campy 
Cc 
ref 
uenc 
es; 

ref 
53 Shewanella algae Bacteria; 
eae; 
ref 
67 1062648 Chiti 
tino 
ref 
27 Geovibrio thiophilus Bacteria; 


ref 
67 Psychromonas 
dace 
ref 
51 1157635 Strep 
ae; 
ref 
66 1160688 Desulf 
cace 
ref 
43 1169775 Spiroc 
iroc 
ref 
94 Thermobispora 
dono 


ref 
somal RNA, partial sequence 1201630 1203111 Thermotog 
Thermotoga. 
ref 
62 1204620 Colli 


Co 


ref 
28 Collinsella 
obac 


ref 
1246931 12484 
ae; 
re 


£ 


subsp. paredis strain ATCC 35535 16S ribosomal RNA, partial sequence 


socranskii subsp. paredis Bacteria; Spirochaetes; 


Spiro 


chaetales; 


NR_028860.1 


NR_028820.1 


NR_028784.1 


bacteraceae 
NR_028776.1 
f 
sulfovibrion 
NR_028728.1 


bacteraceae; 


NR_028727.1 


e; Ruegeria. 
NR_028724.1 
xr 
teriovoracac 
NR_028698.1 
1 
ampylobacter 
NR_028690.1 
e 983192 
Spirochaetac 
NR_028673.1 


Shewanella 
NR_028638.1 
n 
phagaceae; C 
NR_028005.1 


NR_028003.1 


ae; Psychro 
NR_027615.1 
tc: 
Streptobacil 
NR_027608.1 


ae; Desulfot 
NR_027585.1 


haeta. 
NR_027583.1 


cardineae; P 


NR_027530.1 
a neapolitan 


NR_027528.1 
n 


riobacterine 


NR_027527.1 


terineae; Co 
NR_025037.1 
5 


Neochlamydi 


° 
i 


Vi 


o 


Entomoplasma lucivorax 


lucivorax Bacteria; 


Spirochaeta americana 


Paracoccus 
ccus kondratievae 
Paracoccus. 
Desulfovibrio 
ovibrio mexicanus 
aceae; Desulfovibrio. 
Roseovarius 
arius nubinhibens 
Roseovarius. 
Ruegeria pomeroyi 


Bacteriovorax 

iovorax litoralis 

eae; Bacteriovorax. 
Campylobacter lanienae 

obacter lanienae 

aceae; Campylobacter. 
Treponema socranskii 
984718 Treponema 

eae; Treponema. 

Shewanella algae 


Chitinophaga 

ophaga japonensis 
hitinophaga. 
Geovibrio thiophilus 


Psychromonas kaikoae 


kaikoae Bacteria; 
monas. 


Streptobacillus 
obacillus moniliformis 
lus. 

Desulfotomaculum 
otomaculum acetoxidans 
omaculum. 

Spirochaeta 
haeta smaragdinae DSM 


Thermobispora bispora 
bispora DSM 43833 
seudonocardiaceae; 


Thermotoga neapolitana 
a DSM 4359 Bacteria; 


Collinsella 
sella intestinalis DSM 


ae; Coriobacteriaceae; 


Collinsella stercoris 


stercoris DSM 13279 


riobacteriaceae; 


Neochlamydia 
9 Neochlamydia 


NR_024869.1 
125128 


Treponema socranskii 
9 1252767 Treponema 


Spirochaetaceae; Treponema. 


489970 Bacteria_16S 
buccale st 


subsp. 
socranskii subsp. 


489970 Bacteria_16S 
ATCC 700332 16S ribosomal RNA, partial 
Spirochaetales 


lecithinolyticum 
lecithinolyticum 


489970 Bacteria_16S 
n JC2041 16S ribosomal RNA, partial se 
Gammaproteobacter 


ganghwensis strai 


ganghwensis Bacte 
489970 Bacteria_16S 
hydrocarbonoclast 
hydrocarbonoclast 


Marinobacter. 


489970 Bacteria_16S 
gallaeciensis str 


gallaeciensis BS1 
Phaeobacter. 


489970 Bacteria_16S 


Och 149 16S ribos 
strain HTCC2516 1 
Bacteria; Proteob 


strain TMO 16S ri 
Thermotogae; Ther 


489970 Bacteria_16S 


stenotrophicus st 
stenotrophicus Ba 
Thalassobacter. 


489970 Bacteria_16S 


strain JZC3 16S r 
Spirochaetes; Spi 


489970 Bacteria_16S 


strain OMZ833 16S 
Spirochaetes; Spi 


489970 Bacteria_16S 


decolorationis st 
decolorationis Ba 
Shewanella. 


489970 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Roseisalinus. 


489970 Bacteria_16S 


fryxellensis stra 
fryxellensis Bact 
Loktanella. 


489970 Bacteria_16S 


antarcticus strai 
antarcticus Bacte 
Algoriphagus. 


489970 Bacteria_16S 


strain LMG 21970 
Bacteroidetes; Sp 


489970 Bacteria_16S 


aquimarinus strai 
aquimarinus Bacte 
Algoriphagus. 


1253905 1253879 50 76 gi 


buccale Bacteria; Spirochaetes; 


1264447 1264421 50 76 gi 


Bacteria; Spirochaetes; 


1277931 1277905 50 76 gi 


ria; Proteobacteria; 


1292996 1292950 50 94 gi 


icus Bacteria; Proteobacteria; 


1337233 1337187 50 94 gi 


1352541 1352495 50 
omal RNA, partial sequence 


94 gi 


1370611 1370565 50 94 gi 


1394653 1394627 50 76 
bosomal RNA, partial sequence 
motogales; Thermotogaceae; Thermotoga. 
1444931 1444885 50 94 gi 
rain 5SM22 16S ribosomal RNA, partial 


gi 


1467510 1467484 50 76 
ibosomal RNA, partial sequence 
rochaetales; 


gi 


1523302 1523276 50 76 
ribosomal RNA, partial sequence 
rochaetales; 


gi 


1608438 1608412 50 76 gi 


cteria; Proteobacteria; 
1611342 1611296 50 
n EL-88 

ria; Pro 


94 gi 


1612823 1612777 50 
in LMG 2 
eria; Pr 


94 gi 


1617364 1617338 50 76 gi 
n LMG 21980 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


1618887 1618861 50 76 gi 


hingobacteria; Sphingobacteriales; Cyc 
1620410 1620384 50 76 gi 
n LMG 21971 16S ribosomal RNA, partial 
ria; Bacteroidetes; Sphingobacteria; S 


489970 Bacteria_16S 


winogradskyi stra 
winogradskyi Bact 
Algoriphagus. 


489970 Bacteria_16S 


strain R-8904 16S 
Proteobacteria; A 


489970 Bacteria_16S 


1621933 1621907 50 76 gi 
in LMG 21969 16S ribosomal RNA, partia 
eria; Bacteroidetes; Sphingobacteria; 


1711873 1711827 50 94 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; R 
1714917 1714891 50 76 gi 


gi 


faecium strain DSM 11690 16S ribosomal RNA, partial seq 


faecium Bacteria; 
Sphingobacterium. 


489970 Bacteria_16S 


strain AJ2502 16S 


Bacteroidetes; Sphingobacteria; Sphin 
1716451 1716425 50 76 


ribosomal RNA, partial sequence 


gi 


rain ATCC 35534 16S ribosomal RNA, par 
Spiro 


icus strain VT8 16S ribosomal RNA, par 
Gammapr 


ain BS107 16S ribosomal RNA, partial s 
07 Bacteria; Proteobacteria; Alphaprot 


1351515 135 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
489970 Bacteria_16S 
6S ribosomal RNA, partial sequence 136 
acteria; Alphaproteobacteria; Rhodobac 
489970 Bacteria_16S 
139 


cteria; Proteobacteria; Alphaproteobac 
1466484 14678 
Spirochaetaceae; Treponema. 


1522207 15236 
Spirochaetaceae; Treponema. 


rain S12 16S ribosomal RNA, partial se 


Gammaproteobac 


16S ribosomal RNA, partial seq 
teobacteria; Alphaproteobacter 


2007 16S ribosomal RNA, partia 
oteobacteria; Alphaproteobacte 


16S ribosomal RNA, partial sequence 1617815 16192 


1710844 17122 


219857240 


chaetales; 
219846655 
sequence 


La 
219846127 
quence 


228716433 


228721486 
equence 


228720499 
2883 Roseo 
hodobacter 
228718299 
9567 13709 
terales; 
228715897 
3543 13950 


224581424 
sequence 
teria; Rho 


224581408 


219857543 


219878471 
quence 
teria; Alt 


219878469 
uence 
ia; Rhodob 


v 


219878468 
1 sequence 
ria; Rhodo 


219878465 
sequence 
phingobact 


219878464 


lobacteria 

219878463 
sequence 

phingobact 


219878462 
1 sequence 
Sphingobac 


219878400 


hodobacter 
219878398 
uence 
gobacteria 


tial seque 


Spirocha 


ia; Altero 


tial seque 
oteobacter 


eobacteria 


R 


ref 
nce 


Treponema socranskii 
8 1254294 Treponema 
; Treponema. 
Treponema 
5 Treponema 
ma. 
Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Marinobacter 
4 1293412 Marinobacter 
les; Alteromonadaceae; 


NR_024868.1 
125281 
Spirochaetaceae 
ref |NR_026247.1 
1263357 126483 
etaceae; Trepone 
ref|NR_025717.1 
1276861 127826 
monadales; Colwe 
ref|NR_027551.1 
nce 129190 
ia; Alteromonada 


Phaeobacter 
7 Phaeobacter 
s; Rhodobacteraceae; 


ref|NR_027609.1 
1336206 133758 
Rhodobacterale 


’ 


Roseobacter litoralis 
Och 149 Bacteria; 


ref 
bact 


NR_027593.1 
er litoralis 
aceae; Roseobacter. 

ref|NR_027572.1| Oceanicola granulosus 
84 Oceanicola granulosus HTCC2516 
hodobacteraceae; Oceanicola. 
ref|NR_027542.1| Thermotoga lettingae 


55 Thermotoga lettingae TMO Bacteria; 


ref|NR_027205.1 
1443876 144534 
dobacterales; Rh 


Thalassobacter 
0 Thalassobacter 
odobacteraceae; 


ref|NR_027189.1| Treponema putidum 
91 Treponema putidum Bacteria; 


ref|NR_025131.1| Treponema parvum 
91 Treponema parvum Bacteria; 


Shewanella 
2 Shewanella 
ewanellaceae; 


ref|NR_025610.1 
1607365 160881 
eromonadales; Sh 


Roseisalinus 
3 Roseisalinus 
bacteraceae; 


ref|NR_025608.1 
1610323 161174 
acterales; Rhodo 


Tad 
0 


Loktanella 
8 Loktanella 
obacteraceae; 


ref |NR_02560 
1611794 16132 
bacterales; Rho 


ref |NR_02560 
1616292 16177 
eriales; Cyclob 


4.1 
6 


Algoriphagus 
4 Algoriphagus 
cteriaceae; 


ref|NR_025603.1| Algoriphagus chordae 
87 Algoriphagus chordae Bacteria; 
ceae; Algoriphagus. 
ref|NR_025602.1| Algoriphagus 

1619338 1620810 Algoriphagus 


eriales; Cyclobacteriaceae; 


ref|NR_025601.1 
1620861 162233 
teriales; Cyclob 


Algoriphagus 
3 Algoriphagus 
acteriaceae; 


ref|NR_025539.1| Loktanella salsilacus 

58 Loktanella salsilacus Bacteria; 

aceae; Loktanella. 

ref|NR_025537.1| Sphingobacterium 
1713828 1715321 Sphingobacterium 

les; Sphingobacteriaceae; 


219878397 


ref|NR_025536.1| Pedobacter piscium 


1715372 1716865 Pedobacter piscium Bacteria; 


Bacteroidetes; Sphingobacteria; Sphingobacteriales; Sphingobacteriaceae; Pedobacter. 


489970 Bacteria_16S 


strain DSM 12145 
Bacteroidetes; 


Bacteroidetes; 


Proteobacteria; 


myxococcoides str 
myxococcoides Bac 
Sporocytophaga. 


489970 Bacteria_16S 


aerophilus strain 
aerophilus Bacter 


489970 Bacteria_16S 


strain DSM 13256, 
Thermotogae; Ther 


489970 Bacteria_16S 


paucivorans strai 
paucivorans Bacte 


489970 Bacteria_16S 


strain ATCC 51261 
Bacteroidetes; Ba 


489970 Bacteria_16S 


inexpectatum stra 
inexpectatum Bact 
Albidovulum. 


489970 Bacteria_16S 


zeaxanthinifacien 
zeaxanthinifacien 
Paracoccus. 


489970 Bacteria_16S 


hydrothermalis st 
hydrothermalis Ba 
Desulfovibrio. 


489970 Bacteria_16S 


strain Pl 16S rib 
Proteobacteria; D 


489970 Bacteria_16S 


azotonutricium st 
azotonutricium Ba 


489970 Bacteria_16S 


strain 852 16S ri 
Tenericutes; Moll 


489970 Bacteria_16S 


strain ACEM 9 16S 
Proteobacteria; G 


489970 Bacteria_16S 


lutaoensis strain 
Bacteria; Proteob 


489970 Bacteria_16S 


thiooxidans strai 
thiooxidans Bacte 
Roseinatronobacte 


489970 Bacteria_16S 


strain LBB1 16S r 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; R 
489970 Bacteria_16S 


strain KMM 3299 1 
Proteobacteria; G 


489970 Bacteria_16S 


strain H/T1 16S r 
Tenericutes; Moll 


489970 Bacteria_16S 


strain B1/Tl 16S 
Tenericutes; Moll 


489970 Bacteria_16S 


hyointestinalis s 


Campylobacterales 


Sp 
489970 Bacteria_16S 
strain A37 16S ri 
Sp 
489970 Bacteria_16S 
strain 2825 16S r 
G 
489970 Bacteria_16S 


motogales; Thermotogaceae; Thermosipho 
2040461 2040415 50 94 gi 
n 2992-95 16S ribosomal RNA, partial s 
ria; Firmicutes; Lactobacillales; Aero 
2072861 2072799 1 63 gi 
16S ribosomal RNA, partial sequence 

cteroidia; Bacteroidales; Prevotellace 
2153215 2153169 50 94 gi 
in FRR-10 16S ribosomal RNA, partial s 
eria; Proteobacteria; Alphaproteobacte 


co 


ae 


ri 


2159212 2159166 50 94 gi 
s strain ATCC 21588 16S ribosomal RNA, 
s Bacteria; Proteobacteria; Alphaprote 


p 
ob 


2163741 2163715 50 76 gi 
rain AM13 16S ribosomal RNA, partial s 
cteria; Proteobacteria; Deltaproteobacte 
2268833 2268787 50 
osomal RNA, partial sequence 
eltaproteobacteria; Desulfobacterales; 
2270361 2270335 50 76 gi 
rain ZAS-9 16S ribosomal RNA, partial 
cteria; Spirochaetes; Spirochaetales; 
2281020 2280974 50 94 gi 
bosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2294606 2294580 50 76 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; S 
2303511 2303465 50 94 gi 
T5054 16S ribosomal RNA, partial sequ 
acteria; Gammaproteobacteria; Alteromo 
2336802 2336756 50 94 gi 
n ALG 1 16S ribosomal RNA, partial seq 
ria; Proteobacteria; Alphaproteobacter 
r. 


94 gi 
D 


se 
Sp 


he 


en 
na 


ue 
ia 


2341316 2341270 50 94 
ibosomal RNA, partial sequence 


gi 


ho 


2443150 2443124 50 76 gi 


ammaproteobacteria; Alteromonadales; She 
2480861 2480815 50 94 gi 
ibosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2483882 2483836 50 94 gi 
ribosomal RNA, partial sequence 
icutes; Mycoplasmataceae; Mycoplasma. 
2526258 2526212 50 94 gi 


ubsp. 


Campylobacteraceae; Campylobacter. 


’ 


1718005 1717979 50 76 gi| 219878396 
16S ribosomal RNA, partial sequence 1716916 17183 
hingobacteria; Sphingobacteriales; Sphingobacter 
1719527 1719501 50 76 gi| 219878395 
bosomal RNA, partial sequence 1718445 17199 
hingobacteria; Sphingobacteriales; Sphingobacter 
1757676 1757650 50 76 gi| 219878367 
ibosomal RNA, partial sequence 1756574 17580 
ammaproteobacteria; Alteromonadales; Psychromona 
1818266 1818240 50 76 gi| 219878324 
ain DSM 11118 16S ribosomal RNA, partial sequenc 
teria; Bacteroidetes; Sphingobacteria; Sphingoba 
1906444 1906418 50 76 gi| 219878259 
I/26Corl 16S ribosomal RNA, partial sequence 
ia; Bacteroidetes; Sphingobacteria; Sphingobacte 
1917035 1917009 50 76 gi| 219878250 
16S ribosomal RNA, partial sequence 19159 


219878168 
eq 


219878142 


219857633 
eq 


219857629 


219857626 
eq 


219857554 
2267708 22692 
219857553 
219857546 
2279959 22814 


219857535 
2293525 22949 


219857528 


219857504 


219857501 
2340265 23417 


219857424 
6S ribosomal RNA, partial sequence 2442080 24435 


219857396 
2479798 24812 


219857394 
2482825 24842 


219857360 
lawsonii strain CHY5 16S ribosomal RNA, partial sequence 
Campylobacter hyointestinalis subsp. 


uence 
ccaceae; 


20717 
Prevot 


’ 


uence 
a; Rhodo 


artial s 
acteria; 


uence 
ria; 


Des 
esulfoba 


quence 
irochaet 


wanellac 


ce 23024 
dales; A 


nce 
Rhodob 


, 


dobacter 


wanellac 


ref|NR_025535.1 


iace 
ref 


ae; Pedobact 
NR_025534.1 


iaceae; Pedobact 
ref|NR_025506.1 
69 Psychromonas 
daceae; Psychro 
ref |NR_025463.1 
e 1817180 181866 
cteriales; Flexi 


ref|NR_025398.1 

1905456 190681 
riales; Flexibac 
ref|NR_025389.1 
11 1917433 Thermo 


NR_025307.1 
2039358 204086 
osicoccus. 
ref|NR_025281.1 
29 2073175 Prevot 
ella 
ref|NR_025222.1 

2152193 215360 
bacterales; Rhod 


ref 
eque 
Rho 


NR_025218.1 
nce 215819 
dobacterales 


15.1 
6 


ref |NR_0252 
162629 21641 


ulfovibrionales 


ND 


ref|NR_025142.1 
cteraceae; Desul 
ref|NR_025141.1 

2269277 227073 
aceae; Trep 
ref|NR_025134.1 


ref|NR_025123.1 
eae; Shewanella. 
ref|NR_025116.1 
04 2303932 Marino 

, 


1lteromonadaceae 
ref|NR_025092.1 
2335756 233710 
acterales; Rhodo 
ref|NR_025089.1 


acea 
ref 


e; Rhodobaca 
NR_025012.1 
Shewanella. 
NR_024984.1 


eae; 
ref 


ref|NR_024982.1 


ref 


onema. 


Pedobacter saltans 


94 Pedobacter saltans Bacteria; 


er. 
Pedobacter cryoconitis 


39 Pedobacter cryoconitis Bacteria; 


er. 
Psychromonas profunda 


profunda Bacteria; 
monas. 


Sporocytophaga 
7 Sporocytophaga 
bacteraceae; 


Hymenobacter 
7 Hymenobacter 
teraceae; Hymenobacter. 
Thermosipho geolei 
sipho geolei Bacteria; 


Dolosicoccus 
7 Dolosicoccus 


Prevotella enoeca 
ella enoeca Bacteria; 


Albidovulum 
1 Albidovulum 
obacteraceae; 


Paracoccus 
4 2159597 Paracoccus 
Rhodobacteraceae; 


v 


Desulfovibrio 
3 Desulfovibrio 
Desulfovibrionaceae; 


Desulfofaba hansenii 


26 Desulfofaba hansenii Bacteria; 


fofaba. 
Treponema 
9 Treponema 


Mycoplasma phocirhinis 


14 Mycoplasma phocirhinis Bacteria; 


Shewanella olleyana 


83 Shewanella olleyana Bacteria; 


Marinobacter 
bacter lutaoensis 
Marinobacter. 
Roseinatronobacter 
2 Roseinatronobacter 
bacteraceae; 


Rhodobaca bogoriensis 


21 Rhodobaca bogoriensis Bacteria; 


Shewanella japonica 


41 Shewanella japonica Bacteria; 


Mycoplasma falconis 


65 Mycoplasma falconis Bacteria; 


Mycoplasma gypis 


86 Mycoplasma gypis Bacteria; 


NR_024948.1 


Campylobacter 
2525204 2526622 


lawsonii Bacteria; Proteobacteria; Epsilonproteobacteria; 


489970 Bacteria_ 


strain SMCC W459 
Firmicutes; 


narugense strain 
Bacteria; 


489970 Bacteria_ 
strain DSM 5069 1 


Bacteria; 


Paracoccus. 


489970 Bacteria_ 
strain STR Tl 16S 


Firmicutes; 


489970 Bacteria_ 
strain lacT 16S r 


Proteobacteria; 


489970 Bacteria_ 
mediterraneus str 
mediterraneus Bac 


Sulfitobacter. 


489970 Bacteria_ 
pantotrophus stra 
pantotrophus Bacteria; Proteobacteria; Alphaproteobacte 


Paracoccus. 


489970 Bacteria_ 
denitrificans str 
denitrificans Bac 


Paracoccus. 


489970 Bacteria_ 
strain N1 16S ribosomal 
Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_ 
strain A901/1 16S 
Proteobacteria; Alphaproteobacteria; 
489970 Bacteria_ 
heliothermus stra 


Clost 
489970 Bacteria_ 
psychrotolerans s 
psychrotolerans B 
489970 Bacteria_ 


Thermotogae; 
489970 Bacteria_ 
carotinifaciens s 
carotinifaciens B 


in ATCC 35512 16S ribosomal RNA, parti 


Na82 16S ribosomal RNA, partial sequence 
Firmicutes; 


al 


27388 


sequenc 


16S 2599178 2599136 54 94 gi|219857269|ref|NR_024900.1| Desulfotomaculum putei 
16S ribosomal RNA, partial sequence 2598095 2599455 Desulfotomaculum putei Bacteria; 
ridia; Clostridiales; Peptococcaceae; Desulfotomaculum. 

16S 2732485 2732439 50 94 gi|219857166|ref|NR_024794.1| Marinilactibacillus 
train M13-2 16S ribosomal RNA, partial sequence 2731401 2732858 Marinilactibacillus 
acteria; Firmicutes; Lactobacillales; Carnobacteriaceae; Marinilactibacillus. 

16S 2739888 2739862 50 76 gi|219857161|ref|NR_024789.1| Thermodesulfobium 


10 2740172 Thermodesulfobium narugense 


Clostridia; Thermoanaerobacterales; Thermodesulfobiaceae; Thermodesulfobium. 
16S 2790868 2790842 50 76 gi|219857123|ref|NR_024751.1| Thermotoga thermarum 
6S ribosomal RNA, partial sequence 2789778 2791248 Thermotoga thermarum DSM 5069 
Thermotogales; Thermotogaceae; Thermotoga. 
16S 2926567 2926521 50 94 gi|219856839|ref|NR_024658.1| Paracoccus 
train E-396 16S ribosomal RNA, complete sequence 2925520 2926971 Paracoccus 
acteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


16S 2964330 2964304 50 76 gi|219856814|ref|NR_024633.1| Streptococcus canis 

ribosomal RNA, partial sequence 2963222 2964720 Streptococcus canis Bacteria; 
Lactobacillales; Streptococcaceae; Streptococcus. 

16S 3043417 3043391 50 76 gi|219846894|ref|NR_026486.1| Desulfovibrio zosterae 
ibosomal RNA, partial sequence 3042319 3043795 Desulfovibrio zosterae Bacteria; 

Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 

16S 3063211 3063165 50 94 gi|219846880|ref|NR_026472.1| Sulfitobacter 

ain CH-B427 16S ribosomal RNA, partial sequence 3062186 3063600 Sulfitobacter 

teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 

16S 3085736 3085690 50 94 gi|219846865|ref|NR_026457.1| Paracoccus 


e 3084717 3086111 Paracoccus 


ria; Rhodobacterales; Rhodobacteraceae; 
16S 3087181 3087135 50 94 gi|219846864|ref|NR_026456.1| Paracoccus 
ain 381 16S ribosomal RNA, partial sequence 3086162 3087556 Paracoccus 
teria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
16S 3109596 3109550 50 94 gi|219846849|ref|NR_026441.1| Rhodovulum iodosum 
RNA, complete sequence 3108566 3109980 Rhodovulum iodosum Bacteria; 
Rhodobacterales; Rhodobacteraceae; Rhodovulum. 
16S 3135117 3135071 50 94 gi|219846832|ref|NR_026424.1| Paracoccus alkenifer 
ribosomal RNA, partial sequence 3134094 3135501 Paracoccus alkenifer Bacteria; 
Rhodobacterales; Rhodobacteraceae; Paracoccus. 
16S 3162520 3162474 50 94 gi|219846814|ref|NR_026406.1| Antarctobacter 
in EL-219 16S ribosomal RNA, partial sequence 3161511 3162910 Antarctobacter 


heliothermus Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
Antarctobacter. 

489970 Bacteria_16S 3163983 3163937 50 94 gi|219846813|ref|NR_026405.1| Roseovarius tolerans 
strain Ekho Lake-172 16S ribosomal RNA, partial sequence 3162961 3164378 Roseovarius tolerans Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; Roseovarius. 

489970 Bacteria_16S 3205100 3205074 50 76 gi| 219846785 |ref|NR_026377.1| Treponema amylovorum 


strain HA2P 16S r 
Spi 
489970 Bacteria_ 
strain Z-7491 16S 
Spi 
489970 Bacteria_ 
strain Z-7591 16S 


Spirochaetes; 


Spirochaetes; 


Spirochaetes; 


Bacteria; 


Thermotogae; 


Spi 
489970 Bacteria_ 
strain ATCC 51270 
Bactero 
489970 Bacteria_ 
strain DSM 9442 1 


ibosomal RNA, partial sequence 
rochaetales; 


Thermotogaceae; 
3660068 3660042 50 


Thermotoga. 
16S 76 gi 
teria; Proteobacteria; 
16S 3663128 3663102 50 76 gi 
rain ACAM 179 16S ribosomal RNA, parti 
Proteobacteria; Gammaproteobac 
3717426 3717380 50 94 gi 


16S 


3204032 32054 
Spirochaetaceae; Treponema. 


6S ribosomal RNA, partial sequence 3450571 34520 
Thermotogales; 
489970 Bacteria_ 
frigidimarina str 
frigidimarina Bac 
489970 Bacteria_ 
psychrotropica st 
psychrotropica Bacteria; 
489970 Bacteria_ 
strain E-37 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 


219846465 
ain ICP1 16S ribosomal RNA, partial sequence 
Gammaproteobacter 


ia; Alte 


219846463 
al 
te 
219846425 
3716418 3717790 Sagittula stellata Bacteria; 


sequenc 
ria; Alt 


74 Treponema amylovorum Bacteria; 


16S 3317188 3317162 50 76 gi|219846709|ref|NR_026301.1| Spirochaeta alkalica 
ribosomal RNA, partial sequence 3316113 3317587 Spirochaeta alkalica Bacteria; 
rochaetales; Spirochaetaceae; Spirochaeta. 

16S 3318709 3318683 50 76 gi|219846708|ref|NR_026300.1| Spirochaeta asiatica 
ribosomal RNA, partial sequence 3317638 3319106 Spirochaeta asiatica Bacteria; 

rochaetales; Spirochaetaceae; Spirochaeta. 

16S 3410062 3410000 1 63 gi|219846638|ref|NR_026230.1| Porphyromonas catoniae 
16S ribosomal RNA, partial sequence 3408932 3410401 Porphyromonas catoniae 

idetes; Bacteroidia; Bacteroidales; Porphyromonadaceae; Porphyromonas. 

16S 3451660 3451634 50 76 gi|219846609|ref|NR_026201.1| Thermotoga elfii 


89 Thermotoga elfii Bacteria; 


ref|NR_026057.1] Shewanella 
3658961 3660465 Shewanella 

romonadales; Shewanellaceae; 

ref|NR_026055.1| Colwellia 


Shewanella. 


e 3662041 3663526 Colwellia 
eromonadales; Colwelliaceae; Colwellia. 
ref|NR_026016.1| Sagittula stellata 


Sagittula. 


489970 Bacteria_16S 


strain M165/69 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


489970 Bacteria_16S 


strain SL1 16S ribosomal RNA, partial sequence 
Thermotogaceae; 


Thermotogae; 
489970 Bacteria_16S 
strain UC/MF 16S 


489970 Bacteria_16S 


strain PS6 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


489970 Bacteria_16S 
strain Wai33 16S 
Deinococcus-Thermus; 
489970 Bacteria_16S 


thiocyanatus strain THI 011 16S ribosomal RNA, partial 
thiocyanatus Bacteria; Proteobacteria; Alphaproteobacteria; 


Paracoccus. 
489970 Bacteria_16S 
strain DM-82 16S 


489970 Bacteria_16S 


sulfidophilum strain W4 16S ribosomal RNA, partial sequence 39533 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; 


Bacteria; 
489970 Bacteria_16S 
strain MB-G2 16S 


489970 Bacteria_16S 
strain NCIMB 8628 
Bacteroidetes; 
489970 Bacteria_16S 


strain SW-2 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
489970 Bacteria_16S 
daepoensis strain 


Marinobacter. 
489970 Bacteria_16S 
flavimaris strain 


Marinobacter. 
489970 Bacteria_16S 
strain JC2056 16S 


489970 Bacteria_16S 


ornithinivorans strain JC2052 16S ribosomal RNA, partial 
ornithinivorans Bacteria; 


Algoriphagus. 
489970 Bacteria_16S 
halophilus strain 
halophilus Bacteria; 
489970 Bacteria_16S 


mannitolivorans strain JC2050 16S ribosomal RNA, partial 
mannitolivorans Bacteria; 


Algoriphagus. 
489970 Bacteria_16S 


HT 2-1 16S ribosomal RNA, partial sequence 


Gammaproteobacteria; 
489970 Bacteria_16S 


strain MB 1871 16S ribos 
Bacillales; 


Firmicutes; 
489970 Bacteria_16S 


haeundaensis strain BC74 
haeundaensis Bacteria; 


Paracoccus. 
489970 Bacteria_16S 


velocicrescens strain MQ 
velocicrescens Bacteria; 


489970 Bacteria_16S 


strain Tab-4c 16S ribosomal RNA, partial sequence 


Thermotogales; 


3754530 3754484 50 


3778686 3778660 50 


3780186 3780140 50 


ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


3799728 3799682 50 


3877229 3877203 50 


ribosomal RNA, partial sequence 
Thermales; 


Deinococci; 
3936785 3936739 50 


3938219 3938173 50 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


3954432 3954386 50 


3955869 3955823 50 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacter 


3979431 3979405 50 


16S ribosomal RNA, partial sequence 
Sphingobacteria; 


4007601 4007575 50 


4019717 4019671 50 


SW-156 16S ribosomal RNA, partial sequence 
daepoensis Bacteria; Proteobacteria; Gammaproteobacteria; 


4021263 4021217 50 


SW-145 16S ribosomal RNA, partial sequence 
flavimaris Bacteria; Proteobacteria; Gammaproteobacteria; 


4050144 4050082 34 


ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Propionibacter 


4096903 4096877 50 
Bacteroidetes; 


4098389 4098363 50 


JC2051 16S ribosomal RNA, partial sequence 
Sphingobacteria; 


Bacteroidetes; 
4099845 4099819 50 


Bacteroidetes; 


4104325 4104299 50 


4105885 4105835 47 


4134748 4134702 50 
171 16S 


4136263 4136237 50 


4137829 4137803 50 


76 gi| 219846239 

39784 

Sphingobacteriales; Flexibacterac 
76 gi| 219846218 


Sphingobacteriales; Cyclobacteria 


omal RNA, partial 
Paenibacillaceae; 


ribosomal 


Proteobacteria; Alphaproteobacteria; 


-4 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


94 gi| 219846396 


3753459 37549 


76 gi| 219846378 

3777587 37790 
Thermotoga. 

94 gi| 219846377 


3779118 37805 
94 gi| 219846363 
3798661 38001 
76 gi| 219846311 
3876152 38776 


Thermaceae; Thermus. 
94 gi| 219846268 
sequence 


Rhodo 
94 gi|219846267 
3937190 39385 
94 gi| 219846256 
R 
gi|219846255 
3954838 39562 


94 


4006528 40080 


94 gi|219846210 


94 gi| 219846209 


94 gi| 219846187 


4049074 40504 
76 219846155 
sequence 
Sphingo 


gi 
Sphingobacteria; 


76 gi|219846154 
Sphingobacte 
gi| 219846153 


sequence 


76 
Sphingobacteria; 


76 gi| 219846150 


94 gi|219846149 
sequence 4104804 41063 
Paenibacillus. 

94 gi|219846124 
RNA, partial sequence 


76 gi| 219846123 


Entomoplasmatal 


ceae; 


Alteromonadales; 


Alteromonadales; 


bacteriales; 


Sphingobacteriales; 


4103238 4104753 Vibrio gallicus Bacte 
Vibrionales; Vibrionaceae; Vibrio. 


Rhodobacterales; 


es; 


ref |NR_025987.1 


Mycoplasma bovoculi 


32 Mycoplasma bovoculi Bacteria; 


ref|NR_025969.1 


Thermotoga subterranea 


67 Thermotoga subterranea Bacteria; 


ref|NR_025968.1 


Mycoplasma sturni 


43 Mycoplasma sturni Bacteria; 


ref|NR_025954.1 


Mycoplasma agassizii 


02 Mycoplasma agassizii Bacteria; 


ref |NR_025901.1 


Thermus filiformis 


26 Thermus filiformis Bacteria; 


ref|NR_025858.1 
3935756 393713 
bacterales; 


ref|NR_025857.1 


Paracoccus 
9 Paracoccus 


Rhodobacteraceae; 


Paracoccus aminovorans 


74 Paracoccus aminovorans Bacteria; 


aceae; Paracoccu 
ref |NR_025846.1 


s. 
Rhodovulum 


99 3954787 Rhodovulum sulfidophilum 


hodobacteraceae; 
ref|NR_025845.1 


Rhodovulum. 
Rhodovulum strictum 


24 Rhodovulum strictum Bacteria; 


aceae; Rhodovulu 
ref |NR_025829.1 
37 3979693 Cytoph 
eae; Cytophaga. 
ref|NR_025808.1 
03 Algoriphagus 
Algoriphag 
ref|NR_025800.1 
4018632 402012 
Altero: 


ref|NR_025799.1 
4020178 402167 
Altero 


ref|NR_025777.1 


m. 
Cytophaga aurantiaca 
aga aurantiaca Bacteria; 


Algoriphagus marincola 


marincola Bacteria; 


us. 
Marinobacter 

7 Marinobacter 

monadaceae; 


Marinobacter 
2 Marinobacter 


monadaceae; 


Nocardioides aestuarii 


53 Nocardioides aestuarii Bacteria; 


ineae; Nocardioi 
ref|NR_025745.1 

4095844 409726 
Cyc 


ref|NR_025744.1 

4097319 409874 
riales; Cyclobac 
ref|NR_025743.1 
4098796 410017 
Cyc 


ref|NR_025740.1 


ref |NR_025739.1 
11 Paenibacillus 
ref|NR_025714.1 
133716 413512 
Rhod 


rs 


ref|NR_025713.1 
135174 413668 


Spiroplasmat 


rs 


76 gi| 219846122 


daceae; Nocardioides. 
Algoriphagus 

8 Algoriphagus 

lobacteriaceae; 


Algoriphagus 
5 Algoriphagus 
teriaceae; Algoriphagus. 
Algoriphagus 
1 Algoriphagus 
lobacteriaceae; 


Vibrio gallicus strain 
ria; Proteobacteria; 


Paenibacillus lactis 
lactis Bacteria; 


Paracoccus 
3 Paracoccus 
obacteraceae; 


Spiroplasma 
8 Spiroplasma 
aceae; Spiroplasma. 


ref|NR_025712.1 


Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 


Spiroplasma turonicum 


4136739 4138254 Spiroplasma turonicum Bacteria; 


489970 Bacteria_16S 
strain HYOS-1 16S 


489970 Bacteria_16S 
strain TN-1 16S 


489970 Bacteria_16S 
lampyridicola strain 


lampyridicola Bacteria; 


489970 Bacteria_16S 
strain TABS-2 16S 


489970 Bacteria_16S 


strain 23-6 16S ribosoma 
Tenericutes; Mollicutes; 


489970 Bacteria_16S 
strain CUAS-1 16S 


489970 Bacteria_16S 
strain AES-1 16S 


489970 Bacteria_16S 


strain EC-1 16S ribosoma 
Tenericutes; Mollicutes; 


489970 Bacteria_16S 


strain CCH 16S ribosomal 
Tenericutes; Mollicutes; 


489970 Bacteria_16S 


strain KMM 3809 16S ribo 
Proteobacteria; Gammapro 


489970 Bacteria_16S 
strain PIMN-1 16S 


489970 Bacteria_16S 


riboso 
Tenericutes; Mollicutes; 


ribosomal RNA, 
Tenericutes; Mollicutes; 


riboso 
Tenericutes; Mollicutes; 


riboso 
Tenericutes; Mollicutes; 


ribosomal RNA, 
Tenericutes; Mollicutes; 


riboso 
Tenericutes; Mollicutes; 


4142525 4142499 50 


Entomoplasmatales; 
4144091 4144065 50 


Entomoplasmatales; 
4147223 4147197 50 


PUP-1 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; 


4150353 4150327 50 


Entomoplasmatales; 
4151909 4151883 50 


Entomoplasmatales; 
4153337 4153311 50 


Entomoplasmatales; 
4154902 4154876 50 


Entomoplasmatales; 
4156468 4156442 50 


Entomoplasmatales; 
4159599 4159573 50 


Entomoplasmatales; 
4170237 4170191 50 


4185537 4185507 46 


Entomoplasmatales; 
4191697 4191651 50 


76 


mal RNA, partial sequence 


76 


partial sequence 
Spiroplasmataceae; 


76 


76 


mal RNA, partial sequence 


76 


1 RNA, partial sequence 


76 


mal RNA, partial sequence 


76 


partial sequence 
Spiroplasmataceae; 


76 


1 RNA, partial sequence 


76 


RNA, partial sequence 


94 


76 


mal RNA, partial sequence 


94 


Entomo 


gi|219846119 


4141437 41429 
Spiroplasmataceae; 


gi|219846118 


4143001 4144516 Spiroplasma 
Spiroplasma. 


gi|219846116 


gi|219846114 


4149264 41507 
Spiroplasmataceae; 


gi|219846113 


4150819 41521 
Spiroplasmataceae; 


gi|219846112 


4152247 41537 
Spiroplasmataceae; 


gi|219846111|ref|NR_025701.1 
4153813 41553 

Spiroplasma. 
gi|219846110|ref|NR_025700.1 


4155378 41568 
Spiroplasmataceae; 


gi|219846108 


4158509 41600 
Spiroplasmataceae; 


gi|219846100 


somal RNA, partial sequence 4169129 4170664 Marinobacter 
teobacteria; Alteromonadales; 


gi|219846086 


4184459 4185949 Entomoplasma 
Entomoplasmataceae; Entomoplasma. 


gi| 219846081 


lipolyticus strain SM-19 16S ribosomal RNA, partial sequence 


lipolyticus Bacteria; 
Marinobacter. 
489970 Bacteria_16S 


methylohalidivorans strain MB2 16S ribosomal RNA, parti 
methylohalidivorans Bacteria; Proteobacteria; Alphaprot 


Leisingera. 
489970 Bacteria_16S 


Proteobacteria; 


4232501 4232455 50 


214133 214100 43 


Gammaproteobacteria; 


94 


76 


strain 40 16S ribosomal RNA, partial sequence 


Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


489970 Bacteria_16S 


1348021 1347972 47 


94 


gi|219846047 


gi| 265678920 


213019 21448 
Marinomonas. 


gi|228720860 


fumaroxidans strain MPOB 16S ribosomal RNA, partial sequence 
Deltaproteobacteria; 


fumaroxidans MPOB 
Syntrophobacteraceae; 
489970 Bacteria_16S 


nitratis strain ALJ12 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Chromatiales; 


Bacteria; 
489970 Bacteria_16S 


multiglobuliferum strain IFO 13614 16S ribosomal RNA, p 


Bacteria; 


Proteobacteria; 
Syntrophobacter. 
2470511 2470474 48 


2935620 2935587 43 


84 


76 


gi| 219857403 


gi| 219856833 


multiglobuliferum Bacteria; Proteobacteria; Gammaproteobacteria; 


489970 Bacteria_16S 


370263 370231 44 


76 


gi| 265678808 


anticariensis strain FP35 16S ribosomal RNA, partial sequence 


anticariensis Bacteria; 


Halomonas. 
489970 Bacteria_16S 
strain 173-96 16S 


489970 Bacteria_16S 


Proteobacteria; 


560340 560292 49 


773152 773104 48 


Gammaproteobacteria; 


94 


ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 


94 


gi| 265678679 


559287 56077 
Acetobacteraceae; 


gi| 265678531 


suicloacalis strain PPC79 16S ribosomal RNA, partial sequence 


suicloacalis Bacteria; 


489970 Bacteria_16S 


Firmicutes; 
890342 890294 49 


Lactobacillales; 


94 


Car 


gi| 265678451 


catellatispora strain 3.24 16S ribosomal RNA, partial sequence 


catellatispora Bacteria; Actinobacteria; Actinobacteridae; 


Thermomonosporaceae; 
489970 Bacteria_16S 


Actinomadura. 
1409613 1409566 48 


94 


strain TN-272 16S ribosomal RNA, partial sequence 


Firmicutes; 


Clostridia; 


Clostridiales; 


Clostridiaceae; 


224581401 


gi 


plasmatales; Spiroplasmata 


Alteromonadaceae; 


Alteromonadales; 


al sequence 4231451 423288 
eobacteria; 


24694 
Ectothiorhodospirace 


artial sequence 


Oceanospirillales; H 


nobacteriaceae; 


Actinomycetales; 


ref|NR_025709.1 


ref|NR_025708.1 


ref|NR_025706.1 
4146134 414764 


ref|NR_025704.1 


ref|NR_025703.1 


ref|NR_025702.1 


ref|NR_025698.1 


ref |NR_025690.1 
Marinobac 


ref|NR_025676.1 


ref|NR_025671.1 
190616 419208 


Alter 


rs 


ref |NR_025637.1 


Rhodobacterale 


ref|NR_029228.1 


ref|NR_027598.1 
1346912 134839 
Syntrophobactera 


ref|NR_024991.1 
12 2470870 Thioal 
ref|NR_024652.1 
293453 
Oceanospirillale 
ref|NR_029113.1 

369170 370614 


ref|NR_028984.1 
Roseomon 
ref|NR_028835.1 

772034 773579 
Atopostipe 
ref |NR_028753.1 

889276 890727 
Strep 


ref 


Spiroplasma montanense 


50 Spiroplasma montanense Bacteria; 
Spiroplasma. 


Spiroplasma litorale 


litorale Bacteria; 


Spiroplasma 
8 Spiroplasma 
ceae; Spiroplasma. 
Spiroplasma helicoides 


68 Spiroplasma helicoides Bacteria; 
Spiroplasma. 


Spiroplasma floricola 


96 Spiroplasma floricola Bacteria; 
Spiroplasma. 


Spiroplasma diminutum 


62 Spiroplasma diminutum Bacteria; 
Spiroplasma. 


Spiroplasma culicicola 


27 Spiroplasma culicicola Bacteria; 


Spiroplasma corruscae 


93 Spiroplasma corruscae Bacteria; 
Spiroplasma. 


Spiroplasma chinense 


24 Spiroplasma chinense Bacteria; 
Spiroplasma. 


Marinobacter excellens 


excellens Bacteria; 


ter. 
Entomoplasma luminosum 


luminosum Bacteria; 


Marinobacter 
8 Marinobacter 
omonadaceae; 


Leisingera 
1 Leisingera 


s; Rhodobacteraceae; 


Marinomonas vaga 


4 Marinomonas vaga Bacteria; 


Syntrophobacter 
7 Syntrophobacter 
les; 


Thioalkalivibrio 

kalivibrio nitratis 

ae; Thioalkalivibrio. 
Oceanospirillum 

1 2935988 Oceanospirillum 

s; Oceanospirillum. 

Halomonas 

Halomonas 

alomonadaceae; 


Roseomonas rosea 


1 Roseomonas rosea Bacteria; 


as. 
Atopostipes 
Atopostipes 
s. 
Actinomadura 

Actinomadura 

tosporangineae; 


NR_024719.1 


Clostridium hylemonae 


1408524 1409968 Clostridium hylemonae Bacteria; 


Clostridium. 


489970 Bacteria_16S 


strain CCUG 41628 
Bacteria; Fusobac 


strain : LMG 2096 
Proteobacteria; G 


strain ME102 16S 
Proteobacteria; G 


strain BM5 16S ri 
Proteobacteria; G 


strain DM12 16S r 


thoraltensis stra 
Bacteria; Firmicu 


489970 Bacteria_16S 


pantelleriensis s 
pantelleriensis B 
Halomonas. 


489970 Bacteria_16S 


strain SEBR 7054 
Thermotogae; 


Lactobacillales; 


acteria; 


Thermotogales; 
489970 Bacteria_16S 


1783243 1783207 50 


Fusobacteriales; 


1784678 1784646 44 


1862370 1862342 48 


1967351 1967299 34 


2335394 2335348 50 


3217167 3217121 50 


3320238 3320206 44 


247801 247778 53 


516002 515927 1 


Proteobacteria; 


85 


Fusobacteriaceae; 


76 


76 


ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
489970 Bacteria_16S 


85 


bosomal RNA, partial sequence 
ammaproteobacteria; Chromatiales; Chromatiaceae; 
489970 Bacteria_16S 


94 


ibosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Rhodobacteraceae; 
489970 Bacteria_16S 
in S69 16S ribosomal RNA, partial sequence 3216071 3217589 Streptococcus thoraltensis 
Streptococcaceae; 


94 


76 


76 


76 


gi 


16S ribosomal RNA, partial sequence 
teria; 
489970 Bacteria_16S 


gi 


9 16S ribosomal RNA, partial sequence 
ammaproteobacteria; Oceanospirillales; 
489970 Bacteria_16S 


gi 


gi 


219878293 


219878217 


Oleiphilaceae; 


219878348|ref|NR_025487.1| Sneathia sanguinegens 
1782175 1783536 Sneathia sanguinegens 
Sneathia. 
219878347 |ref|NR_025486.1| Halomonas muralis 


1783587 1785079 Halomonas muralis Bacteria; 
Halomonadaceae; 


Halomonas. 
ref|NR_025432.1| Oleiphilus messinensis 
1861284 1862720 Oleiphilus messinensis Bacteria; 
Oleiphilus. 
ref|NR_025356.1| Thiocapsa litoralis 


1966261 1967704 Thiocapsa litoralis Bacteria; 


gi 


219857505 


Thiocapsa. 


ref|NR_025093.1| Paracoccus methylutens 


2334350 2335705 Paracoccus methylutens Bacteria; 


gi 


gi 


gi 


Thermotoga. 


gi 


marinisedimentorum strain DSM 15388 16S ribosomal RNA, 


marinisedimentorum Bacteria; 
489970 Bacteria_16S 
ain CPW406 16S ribosomal RNA, partial 
Flavobacteria; 


daecheongense str 
daecheongense Bac 
Chryseobacterium. 


489970 Bacteria_16S 


defluvii strain B 
Bacteria; Bactero 


strain S-743 16S 
Tenericutes; Moll 


barnesii strain S 


Bacteria; Proteob 


Flavobacteria; Fl 


strain AT1013 16S 
Bacteroidetes; Fl 


teria; 


idetes; 
489970 Bacteria_16S 


avobacteria; 
489970 Bacteria_16S 


566472 566441 45 


Bacteroidetes; 


622305 622274 45 


Flavobacteria; 


780905 780858 49 


981184 981138 49 


1273584 1273553 45 


1275006 1274975 45 


1920160 1920129 45 


Proteobacteria; 


76 


76 


94 


ribosomal RNA, partial sequence 
icutes; Acholeplasmatales; Acholeplasmataceae; Acholeplasma. 
489970 Bacteria_16S 


94 


76 


76 


ribosomal RNA, partial sequence 
Flavobacteriales; 


76 


gi 


gi 


2 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


gi 


F 


219846776 


219846706 


train AAP 16S ribosomal RNA, partial sequence 
Gammaproteobacteria; 


265678897 


16S ribosomal RNA, partial sequence 246697 24821 
Thermotogaceae; 


265678708 


265678675 
sequence 


265678637 
62122 


265678525 


779845 78130 


gi 


ES-3 16S ribosomal RNA, partial sequence 
acteria; Epsilonproteobacteria; Campyl 
489970 Bacteria_16S 
AT1047 16S ribosomal RNA, partial sequence 
avobacteriales; 
489970 Bacteria_16S 


gi 


Sej 
gi 


gi 


265678390 
98009 


219846220 


1272544 1273908 Sejongia 
Flavobacteriaceae; 


ongia. 
219846219 


1273959 12753 
Flavobacteriaceae; 


219878248 


joostei strain LMG 18212 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


joostei Bacteria; 


scophthalmum stra 


scophthalmum Bacteria; 


Chryseobacterium. 


489970 Bacteria_16S 


strain LMG11607 1 
Bacteroidetes; Fl 


Bacteroidetes; 
489970 Bacteria_16S 
in LMG 13028 16S ribosomal RNA, partial 
Flavobacteria; 


avobacteria; 
489970 Bacteria_16S 


1921668 1921637 45 
Bacteroidetes; 


2408152 2408121 45 


2479357 2479306 45 


Flavobacteria; 


76 


76 


94 


strain 383 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


2485399 2485348 45 


94 


strain TB 16S ribosomal RNA, partial sequence 


Tenericutes; Moll 


strain EHS11 16S 
Bacteroidetes; 


anatipestifer str 


anatipestifer Bacteria; 


Bacteroidia; 
489970 Bacteria_16S 
ain ATCC 11845 16S ribosomal RNA, partial sequence 3702915 3704300 Riemerella 
Flavobacteria; Flavobacteriales; 


489970 Bacteria_16S 
franzmannii strain 301 16S ribosomal RNA, partial sequence 
Flavobacteriales; 


Bacteria; 


Bacteroidetes; 


2702289 2702238 12 


3704010 3703979 45 


Bacteroidetes; 
3793726 3793651 1 


Flavobacteria; 


63 


ribosomal RNA, partial sequence 
Bacteroidales; 


Prevo 
76 


76 


gi 
Fl 


gi 


Flavobacteriaceae; Riemerella. 


gi 


219878247 
sequence 


219857455 


6S ribosomal RNA, partial sequence 2407067 24085 
Flavobacteriales; 


219857397 


2478295 24797 


icutes; Mycoplasmataceae; Mycoplasma. 
489970 Bacteria_16S 


gi 


219857393 


2484337 24857 


icutes; Mycoplasmataceae; Mycoplasma. 
489970 Bacteria_16S 


gi 


219857187 


2701149 27026 


tellaceae; 


gi 


gi 


219846434 


219846368 
37926 
Flavoba 


Streptococcus 


Oceanospirillales; 


partial sequence 
Gammaproteobacteria; 


lavobacteriales; 


Flavobacteriaceae; 


obacterales; Campylobacteraceae; 


avobacteriales; 


Prevotella. 


Paracoccus. 


ref|NR_026368.1] Streptococcus 


ref|NR_026298.1] Halomonas 
3319157 3320633 Halomonas 
Halomonadaceae; 


ref|NR_029205.1| Thermotoga hypogea 
7 Thermotoga hypogea Bacteria; 


ref|NR_029013.1| Reinekea 
514864 516365 Reinekea 
Reinekea. 
ref|NR_028980.1| Chryseobacterium 
565378 566823 Chryseobacterium 


Flavobacteriaceae; 


ref|NR_028942.1| Chryseobacterium 

9 622643 Chryseobacterium defluvii 
Chryseobacterium. 
ref|NR_028829.1| Acholeplasma axanthum 
7 Acholeplasma axanthum Bacteria; 


ref|NR_028692.1| Sulfurospirillum 
9 981569 Sulfurospirillum barnesii 
Sulfurospirillum. 
ref|NR_025810.1| Sejongia jeonii strain 
ia jeonii Bacteria; Bacteroidetes; 
ref|NR_025809.1| Sejongia antarctica 
12 Sejongia antarctica Bacteria; 
Sejongia. 
ref |NR_025387.1| Chryseobacterium 
1919085 1920553 Chryseobacterium 
Flavobacteriaceae; Chryseobacterium. 
ref|NR_025386.1| Chryseobacterium 
1920604 1922061 Chryseobacterium 
Flavobacteriaceae; 


ref|NR_025043.1| Riemerella columbina 
26 Riemerella columbina Bacteria; 


ref|NR_024985.1| Mycoplasma cloacale 
47 Mycoplasma cloacale Bacteria; 


ref |NR_024981.1| Mycoplasma subdolum 
98 Mycoplasma subdolum Bacteria; 


ref|NR_024815.1| Prevotella shahii 
38 Prevotella shahii Bacteria; 
ref|NR_026025.1| Riemerella 
Flavobacteriaceae; Riemerella. 
ref|NR_025959.1| Polaribacter 

06 3794045 Polaribacter franzmannii 
cteriaceae; Polaribacter. 


489970 Bacteria_16S 4080326 4080295 47 78 gi|219846166|ref|NR_025756.1 
strain BC-3 16S ribosomal RNA, partial sequence 4079234 40807 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
489970 Bacteria_16S 4139397 4139366 47 78 gi|219846121|ref|NR_025711.1 
syrphidicola strain EA-1 16S ribosomal RNA, partial sequence 4138305 413982 
syrphidicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
489970 Bacteria_16S 4148791 4148760 47 78 gi|219846115|ref|NR_025705.1 
strain M55 16S ribosomal RNA, partial sequence 4147699 41492 

Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmataceae; Spiroplasma. 
489970 Bacteria_16S 4158036 4158005 47 78 gi|219846109|ref|NR_025699.1 
chrysopicola strain DF-1 16S ribosomal RNA, partial sequence 4156944 415845 
chrysopicola Bacteria; Tenericutes; Mollicutes; Entomoplasmatales; Spiroplasmatac 
489970 Bacteria_16S 44896 44870 50 76 gi|265679034|ref|NR_029342.1 
strain CTCBS1 16S ribosomal RNA, complete sequence 43805 45323 

Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimona 
489970 Bacteria_16S 93165 93139 50 76 gi| 265679001 |ref|NR_029309.1 
ferrireducens strain PAL-1 16S ribosomal RNA, complete sequence 92051 93594 
ferrireducens Bacteria; Deferribacteres; Deferribacterales; Deferribacteraceae; G 
489970 Bacteria_16S 274838 274792 50 94 gi| 265678877 |ref|NR_029183.1 
strain S-16 16S ribosomal RNA, partial sequence 273748 27524 

Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 279387 279341 50 94 gi|265678874|ref|NR_029180.1 
strain ATCC 23392 16S ribosomal RNA, partial sequence 278321 279763 Mycopl 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 331080 331054 50 76 gi|265678840|ref|NR_029145.1 
strain CC-1 16S ribosomal RNA, partial sequence 329993 33159 

Thermotogae; Thermotogales; Thermotogaceae; Geotoga. 

489970 Bacteria_16S 451752 451726 50 76 gi| 265678753 |ref|NR_029058.1 
strain Met-12 16S ribosomal RNA, partial sequence 450666 45216 

Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

489970 Bacteria_16S 605482 605456 50 76 gi| 265678648 |ref|NR_028953.1 
impatiens strain EL-105 16S ribosomal RNA, partial sequence 604420 605869 Saccha 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; Saccharospirill 
Saccharospirillum. 

489970 Bacteria_16S 614754 614728 50 76 gi| 265678642 |ref|NR_028947.1 


strain SL24 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
489970 Bacteria_16S 800850 800824 50 76 gi 
strain Chj707 16S ribosomal RNA, partial sequence 
Bacteroidetes; Flavobacteria; Flavobacteriales; Flavoba 
489970 Bacteria_16S 842046 842020 50 76 gi 
alkaliphilum strain 24 16S ribosomal RNA, partial seque 
Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
489970 Bacteria_16S 1051714 1051688 50 76 gi 
insulare strain K 16S ribosomal RNA, partial sequence 

Bacteria; Proteobacteria; Gammaproteobacteria; Oceanosp 
489970 Bacteria_16S 1335745 1335719 50 76 gi 
strain SJ95 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 
489970 Bacteria_16S 1372111 1372085 50 76 gi 
HTCC2155 strain HTCC2155 16S ribosomal RNA, partial seq 
HTCC2155 Bacteria; Lentisphaerae; Lentisphaerales; Lent 
489970 Bacteria_16S 1484244 1484218 50 76 gi 
strain SW32 16S ribosomal RNA, partial sequence 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 
489970 Bacteria_16S 1756105 1756079 50 76 gi 
strain KMM 1376 1 
Proteobacteria; G 
489970 Bacteria_16S 


ammaproteobacteria; Oceanospirillales; 
1813643 1813617 50 76 gi 
strain SL25 16S ribosomal RNA, partial sequence 
Thermotogae; Thermotogales; Thermotogaceae; Petrotoga. 

489970 Bacteria_16S 2106331 2106305 50 76 gi 
glaciale strain ACAM 644 16S ribosomal RNA, partial seq 
glaciale Bacteria; Bacteroidetes; Flavobacteria; Flavob 
489970 Bacteria_16S 2279504 2279458 50 94 gi 
strain 105 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 2282526 2282480 50 94 gi 
phocicerebrale strain 1049 16S ribosomal RNA, partial s 
phocicerebrale Bacteria; Tenericutes; Mollicutes; Mycop 


613678 61515 


265678512 


799765 80123 
cteriaceae 


265678485 
nce 84098 
irillales; 
265678343 

10506 
irillales; 
228721489 


1334683 13361 


228718145 
uence 
isphaerace 
219857506 


1483159 14846 
alomonad 


H 
219878369 


6S ribosomal RNA, partial sequence 1755010 17565 


Halomonad 
219878327 


1812567 18140 


219878116 
uence 

ac 
219857547 


2278443 22799 


219857545 
equence 
lasmatacea 


489970 Bacteria_16S 2477880 2477834 50 94 gi 
strain 3T 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


219857398 


teriales; 


ref |NR_028815.1 


; Kaistella. 
ref |NR_028788.1 
1 842417 Marino 
Marinospirillu 
ref|NR_028645.1 
31 1052062 Marino 
Marinospirillu 
ref|NR_027612.1 


ref|NR_027571.1 

1371035 137251 
Lentisphaer 
NR_025094.1 


ae; 
ref 


acea 
ref 


e; Kushneri 
NR_025508.1 


acea 
ref 


e; Halomonas 
NR_025466.1 


ref|NR_025255.1 
105286 210665 
; Cryomorphacea 


ref|NR_025135.1 


ND 


ref|NR_025133.1 
2281465 228293 
e; Mycoplasma. 


m. 


m. 


a. 


e: 


Spiroplasma melliferum 


48 Spiroplasma melliferum Bacteria; 


Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Spiroplasma insolitum 


13 Spiroplasma insolitum Bacteria; 


Spiroplasma 

8 Spiroplasma 

eae; Spiroplasma. 
Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


Ss. 
Geovibrio 
Geovibrio 
eovibrio. 
Mycoplasma hyosynoviae 


6 Mycoplasma hyosynoviae Bacteria; 


Mycoplasma gateae 
asma gateae Bacteria; 


Geotoga subterranea 


1 Geotoga subterranea Bacteria; 


Petrotoga mexicana 


9 Petrotoga mexicana Bacteria; 


Saccharospirillum 
rospirillum impatiens 
aceae; 


Petrotoga olearia 


2 Petrotoga olearia Bacteria; 


Kaistella koreensis 


6 Kaistella koreensis Bacteria; 


Marinospirillum 
spirillum alkaliphilum 


Marinospirillum 
spirillum insulare 


Petrotoga mobilis 


55 Petrotoga mobilis SJ95 Bacteria; 


Lentisphaera araneosa 
2 Lentisphaera araneosa 


Kushneria marisflavi 


53 Kushneria marisflavi Bacteria; 
a. 


Halomonas halocynthiae 


23 Halomonas halocynthiae Bacteria; 


Petrotoga sibirica 


48 Petrotoga sibirica Bacteria; 


Brumimicrobium 

6 Brumimicrobium 
Brumimicrobium. 
Mycoplasma phocidae 


v 


08 Mycoplasma phocidae Bacteria; 


Mycoplasma 
0 Mycoplasma 


ref|NR_024986.1 


Mycoplasma indiense 


2476824 2478244 Mycoplasma indiense Bacteria; 


489970 Bacteria_16S 2482371 2482325 50 94 

strain DC333 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 2486913 2486867 50 94 gi 
strain PG13 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 2488426 2488380 50 94 gi 
strain CH20247 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 2489939 2489893 50 94 gi 
strain M432/72 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
489970 Bacteria_16S 2491450 2491404 50 94 gi 
strain 1219 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 
489970 Bacteria_16S 2866885 2866859 50 76 gi 
stanieri strain ATCC 27130 16S ribosomal RNA, partial s 
stanieri Bacteria; Proteobacteria; Gammaproteobacteria; 
Marinobacterium. 
489970 Bacteria_16S 2928101 2928075 50 76 gi 
minutulum strain ATCC 19193 16S ribosomal RNA, partial 
minutulum Bacteria; Proteobacteria; Gammaproteobacteria 
489970 Bacteria_16S 3066149 3066127 50 72 gi 
actinosclerus strain 1187 16S ribosomal RNA, partial se 
actinosclerus Bacteria; Bacteroidetes; Sphingobacteria; 
Hymenobacter. 
489970 Bacteria_16S 
strain NCTC 9810 
Firmicutes; Clost 
489970 Bacteria_16S 
strain R91/1468 1 
Firmicutes; Lactobacillales; Carnobacteriaceae; Dolosig 
489970 Bacteria_16S 3690457 3690411 50 94 gi 
strain UIA 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 3706962 3706925 49 85 gi 
debontii strain FC3 16S ribosomal RNA, partial sequence 
Bacteria; Verrucomicrobia; Verrucomicrobiae; Verrucomic 
489970 Bacteria_16S 3753004 3752958 50 94 gi 
strain 275c 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 3759052 3759006 50 94 gi 
strain PG51 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 

489970 Bacteria_16S 3892742 3892716 50 76 gi 
halodenitrificans strain DSM 735 16S ribosomal RNA, compl 
halodenitrificans Bacteria; Proteobacteria; Gammaproteoba 
Halomonas. 
489970 Bacteria_16S 4140961 4140935 50 76 gi 
sabaudiense strain Ar-1343 16S ribosomal RNA, partial s 
sabaudiense Bacteria; Tenericutes; Mollicutes; Entomopl 
489970 Bacteria_16S 4161165 4161139 50 76 gi 
alleghenense strain PLHS-1 16S ribosomal RNA, partial s 
alleghenense Bacteria; Tenericutes; Mollicutes; Entomop 
489970 Bacteria_16S 1246516 1246475 54 94 gi 
strain 13.4 16S ribosomal RNA, partial sequence 
Actinobacteria; Actinobacteridae; Actinomycetales; Pseu 
489970 Bacteria_16S 3154867 3154821 50 94 gi 
orientis strain DSM 765 16S ribosomal RNA, partial sequ 
Bacteria; Firmicutes; Clostridia; Clostridiales; Peptoc 


gi 


’ 


v 


s 


3229267 3229221 50 94 gi 


ridia; Clostridiales; Clostridiales Fami 


3600982 3600932 46 94 gi 


ra 


ro. 


eq 
as 


eq 
la 
do 


en 
oc 


219857395 
2481316 24827 


219857392 
2485849 24873 


219857391 
2487368 24888 


219857390 
2488881 24903 


219857389 
2490394 24918 


219856880 
eq 
Alteromon 


uence 


219856838 
se 


quence 


ence 


219846768 
16S ribosomal RNA, partial sequence 3228194 32296 
I 
219846506 
6S ribosomal RNA, partial sequence 3599877 36013 


ly XI. 


nulum. 


219846444 
3689398 36908 


219846432 


37058 
biales; 


219846397 
3751943 37534 


219846393 
3757993 37594 


219846300 
ete sequ 


cteria; 


219846120 


uence 
matales; 


219846107 


uence 
smatales 


219857484 
1245479 12468 
nocardin 
219846819 


ce 31537 
caceae; 


489970 Bacteria_16S 3786166 3786133 43 76 gi 
strain LX 16S ribosomal RNA, partial sequence 
Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma. 


219846373 
3785096 37865 


Oceanosp 
219846878 
qu 
phingoba 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 


ref 
4 


ref 


rs 


a 
ref 


eae; 
ref 


ref 


2865789 28673 


adal Alteromo 


2927022 29284 
iril 


3065078 30665 
cter 


00 Anaerococcus 
ncer 


70 3707337 Prost 
Verr 


ence 
Ocea 


139871 41413 
Spi 


160075 41615 
Sp 


80 Amycolatopsis 
xr 


Desu 


NR_024983.1 


NR_024980.1 


NR_024979.1 


NR_024978.1 


NR_024977.1 


NR_024699.1 
es; 
NR_024657.1 


lales; Mari 
NR_026470.1 


iales; Flex 


NR_026360.1 


tae Sedis; 
NR_026098.1 


NR_026035.1 


NR_026023.1 


ucomicrobia 
NR_025988.1 


NR_025984.1 


NR_025890.1 
389163 
nospirillal 


NR_025710.1 
8 
roplasmatac 
NR_025697.1 
9 
iroplasmatac 
NR_025072.1 


Pseudonoca 
NR_026411.1 


64 3155274 Desulf 
1lfosporosinu 


NR_025964.1 


489970 Fungi_16S 2638 2543 1 94 gi|265678351|ref|NR_028653.1 
strain IFM 0784 16S ribosomal RNA, partial sequence 1564 3016 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
489970 Fungi_16S 8794 8699 1 94 gi| 265678342 |ref|NR_028644.1 
strain IFM 0245 16S ribosomal RNA, partial sequence 7721 9123 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiacea 
489970 Fungi_16S 4176 4081 1 94 gi|265678350|ref|NR_028652.1 
strain IFM 0575 16S ribosomal RNA, partial sequence 3067 4565 


0 


7 
n 


2 
i 


h 
c 


e 


e 


Mycoplasma faucium 


74 Mycoplasma faucium Bacteria; 


Mycoplasma spumans 


17 Mycoplasma spumans Bacteria; 


Mycoplasma buccale 


30 Mycoplasma buccale Bacteria; 


Mycoplasma equirhinis 


43 Mycoplasma equirhinis Bacteria; 


Mycoplasma anseris 


54 Mycoplasma anseris Bacteria; 


Marinobacterium 
5 Marinobacterium 
nadaceae; 


Marinospirillum 
7 Marinospirillum 
ospirillum. 
Hymenobacter 
2 Hymenobacter 
bacteraceae; 


Anaerococcus octavius 


octavius Bacteria; 
Anaerococcus. 


Dolosigranulum pigrum 


99 Dolosigranulum pigrum Bacteria; 


Mycoplasma auris 


58 Mycoplasma auris Bacteria; 


Prosthecobacter 
ecobacter debontii 
eae; Prosthecobacter. 
Mycoplasma canadense 


08 Mycoplasma canadense Bacteria; 


Mycoplasma alkalescens 


56 Mycoplasma alkalescens Bacteria; 


Halomonas 
6 3893166 Halomonas 
s; Halomonadaceae; 


Spiroplasma 

6 Spiroplasma 

ae; Spiroplasma. 
Spiroplasma 

0 Spiroplasma 

eae; Spiroplasma. 
Amycolatopsis rubida 
rubida Bacteria; 
diaceae; Amycolatopsis. 
Desulfosporosinus 
osporosinus orientis 
Ss. 

Mycoplasma simbae 


26 Mycoplasma simbae Bacteria; 


Nocardia pneumoniae 


Nocardia pneumoniae Bacteria; 


e; Nocardia. 
Nocardia asiatica 


Nocardia asiatica Bacteria; 


e; Nocardia. 


Nocardia araoensis 


Nocardia araoensis Bacteria; 
Actinobacteria; Actinobacteridae; Actinomycetales; Corynebacterineae; Nocardiaceae; Nocardia. 


489970 Fungi_16S 
strain IFM 100 

Actinobacteria; 
489970 Fungi_16S 
strain IFM 10035 
Actinobacteria; 

489970 Fungi_16S 
strain YZ-96 16S 
Actinobacteria; 

489970 Fungi_16S 
strain IFM 100 

Actinobacteria; 
489970 Fungi_16S 
yamanashiensis st 


yamanashiensis Bacteria; Actinobacteria; Actinobacterid 


Nocardiaceae; Noc 


489970 Archaea_16S 
zilligii strain Kl 16S ribosomal RNA, 


Archaea; Crenarch 


497272 Bacteria_16S 


aurantiaca strain 
Bacteria; Gemmati 


497272 Bacteria_16S 


strain IAM 13153 


5736 5641 1 94 gi 


84 16S ribosomal RNA, partial sequence 4616 
Actinobacteridae; Actinomycetales; Cory 


1096 1034 34 94 gi 
16S ribosomal RNA, partial sequence 1 


Actinobacteridae; Actinomycetales; Cory 


7259 7197 34 94 
ribosomal RNA, partial sequence 


gi 


10247 10185 34 94 gi 


88 16S ribosomal RNA, partial sequence 9174 
Actinobacteridae; Actinomycetales; Cory 


11728 11666 34 94 gi 
rain IFM 0265 16S ribosomal RNA, parti 


ardia. 


1050 1010 56 94 gi 
partial sequence 
aeota; Thermoprotei; Desulfurococcales 
1398328 1398427 1 100 gi 
T-27 16S ribosomal RNA, partial seque 
monadetes; Gemmatimonadales; Gemmatimo 
3975835 3975933 1 99 gi 


16S ribosomal RNA, complete sequence 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bruce 


497272 Bacteria_16S 


aurantiaca strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain W1-2B 16S 


697345 697443 1 99 gi 
CB-R 16S ribosomal RNA, partial seque 
acteria; Alphaproteobacteria; Caulobac 
1068955 1069053 1 99 gi 
ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


497272 Bacteria_16S 


strain HS-5 16S r 
Actinobacteria; R 


497272 Bacteria_16S 


strain ATCC 15257 
Bacteria; Proteob 


497272 Bacteria_16S 


strain ATCC 15253 


1704993 1705083 1 91 
ibosomal RNA, partial sequence 
ubrobacteridae; Thermoleophilales; The 
2021508 2021606 1 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
2022998 2023095 2 99 gi 
16S ribosomal RNA, partial sequence 


gi 


Proteobacteria; Alphaproteobacteria; Caulobacterales; C 


497272 Bacteria_16S 


strain NCTC 3438 
Bacteria; Proteob 


497272 Bacteria_16S 


taiwanensis strai 
taiwanensis Bacte 
Rubrobacteraceae; 


497272 Bacteria_16S 


africanus strain 
africanus Bacteri 
Desulfovibrio. 


497272 Bacteria_16S 


psittacicida stra 
psittacicida Bact 
Volucribacter. 


497272 Bacteria_16S 


lituiforme strain 
Bacteria; Proteob 


497272 Bacteria_16S 


jannaschiana stra 
jannaschiana Bact 


497272 Bacteria_16S 


strain DSM 2665 1 


3824886 3824976 2 92 gi 
16S ribosomal RNA, complete sequence 
acteria; Gammaproteobacteria; Pasteure 
2155346 2155444 1 99 gi 
n LS-293 16S ribosomal RNA, partial se 
ria; Actinobacteria; Rubrobacteridae; 
Rubrobacter. 

3242147 32422451 99 gi 
DSM 2603 16S ribosomal RNA, partial se 
a; Proteobacteria; Deltaproteobacteria 


4123334 4123424 2 92 gi 
in Gerl. 236/81 16S ribosomal RNA, par 
eria; Proteobacteria; Gammaproteobacte 


363467 363564 2 99 gi 
FaiI3 16S ribosomal RNA, partial sequ 
acteria; Alphaproteobacteria; Caulobac 
2012673 2012770 2 99 gi 
in ATCC 33883 16S ribosomal RNA, parti 
eria; Proteobacteria; Alphaproteobacte 
2014133 2014230 2 99 gi 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 


497272 Bacteria_16S 


strain SCH-89 16S 
Proteobacteria; A 


497272 Bacteria_16S 


strain VP-6 16S r 
Proteobacteria; A 


497272 Bacteria_16S 


strain VP-5 16S r 


2536072 2536169 2 99 

ribosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2537431 2537528 2 99 gi 
ibosomal RNA, partial sequence 
lphaproteobacteria; Rhodobacterales; H 
2538835 2538932 2 99 gi 
ibosomal RNA, partial sequence 


gi 


6163 
Actinobacteridae; Actinomycetales; Cory 


1068707 10701 


1704738 17061 


6S ribosomal RNA, partial sequence 2013915 20153 


2535834 25371 


2537193 25385 


265678349 
6112 
nebacterin 
265678352 

1514 
nebacterin 
265678348 
7670 
nebacterin 
219857197 
10588 
nebacterin 
219857175 
al sequenc 
ae; Actino 


265679008 
1 
; Desulfur 
228715357 
nce 13980 
nadaceae; 
219846241 
39756 
llaceae; 
265678584 
nce 69711 
terales; C 
265678331 


aulobacter 
219878404 


rmoleophil 
219878181 
20212 
terales; C 
219878180 
20227 
aulobacter 
219846346 
38245 
llales; Pa 
219857631 
quence 

Rubrobacte 


219846759 
quence 


; Desulfov 


219846134 
tial seque 
ria; Paste 


265678812 
ence 36326 
terales; C 
219878187 
al sequenc 
ria; Rhodo 
219878186 


yphomonada 
219857353 


yphomonada 
219857352 


yphomonada 


Mycop 


ref|NR_028651.1 


Nocardiacea 
NR_028654.1 


eae; 
ref 


Nocardiacea 
NR_028650.1 


eae; 
ref 


Nocardiacea 
NR_024825.1 


eae; 
ref 


eae; Nocardiacea 
ref |NR_024803.1 
e 10639 12137 
mycetales; Coryn 
ref |NR_029316.1 

1463 Sulfop 
ococcaceae; Sulf 
ref|NR_027529.1 
84 1399529 Gemmat 
Gemmatimonas. 
ref |NR_025831.1 
07 3977021 Mycopl 
lana. 
ref|NR_028889.1 
8 698533 Brevun 
aulobacteraceae; 
ref |NR_028633.1 
33 Brevundimonas 
aceae; Brevundim 
ref|NR_025543.1 


aceae; Thermoleo 
ref|NR_025320.1 
81 2022719 Caulob 
aulobacteraceae; 
ref|NR_025319.1 
70 2024208 Caulob 
aceae; Caulobact 
ref |NR_025937.1 
98 3826078 Avibac 
steurellaceae; A 
ref|NR_025220.1 

2155131 215660 
rales; Rubrobact 


ref|NR_026351.1 
3241884 324339 
ibrionales; Desu 


ref 
nce 
urel 


NR_025724.1 

412310 
lales; Paste 
ref|NR_029117.1 
4 364685 Phenyl 
aulobacteraceae; 
ref|NR_025326.1 
e 2012455 201386 
bacterales; Hyph 
ref|NR_025325.1 
; Hyphomonas 
NR_024941.1 


ceae 
ref 
; Hyphomonas 
NR_024940.1 


ceae 
ref 


ceae; Hyphomonas 


219857351 


Nocardia higoensis 


Nocardia higoensis Bacteria; 


e; Nocardia. 
Nocardia arthritidis 


Nocardia arthritidis Bacteria; 


e; Nocardia. 
Nocardia shimofusensis 


Nocardia shimofusensis Bacteria; 


e; Nocardia. 
Nocardia sienata 


Nocardia sienata Bacteria; 


e; Nocardia. 
Nocardia 
Nocardia 

ebacterineae; 


Sulfophobococcus 
hobococcus zilligii 
ophobococcus. 

Gemmatimonas 
imonas aurantiaca T-27 


Mycoplana bullata 
ana bullata Bacteria; 


Brevundimonas 

dimonas aurantiaca 
Brevundimonas. 
Brevundimonas nasdae 
nasdae Bacteria; 

onas. 

Thermoleophilum album 


97 Thermoleophilum album Bacteria; 


philum. 
Caulobacter fusiformis 
acter fusiformis 
Caulobacter. 
Caulobacter henricii 
acter henricii Bacteria; 
er. 
Avibacterium volantium 
terium volantium 
vibacterium. 
Rubrobacter 
6 Rubrobacter 
erineae; 


Desulfovibrio 
3 Desulfovibrio 
lfovibrionaceae; 


Volucribacter 
3 4124536 Volucribacter 
urellaceae; 


Phenylobacterium 

obacterium lituiforme 
Phenylobacterium. 
Hyphomonas 

4 Hyphomonas 

omonadaceae; Hyphomonas. 

Hyphomonas polymorpha 


24 Hyphomonas polymorpha Bacteria; 


Hyphomonas oceanitis 


42 Hyphomonas oceanitis Bacteria; 


Hyphomonas rosenbergii 


46 Hyphomonas rosenbergii Bacteria; 


ref|NR_024939.1 


Hyphomonas hirschiana 


2538597 2539930 Hyphomonas hirschiana Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 


497272 Bacteria_16S 


strain MHS-2 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
497272 Bacteria_16S 


immobile strain E 
Bacteria; Proteob 


497272 Bacteria_16S 


strain N. Pfennig 
Proteobacteria; 


ammonificans stra 
ammonificans Bact 


497272 Bacteria_16S 


strain AP3 16S ri 
Proteobacteria; 


strain 441-1 16S 
Proteobacteria; 


succinivorans str 
succinivorans Bac 


497272 Bacteria_16S 


strain JW/AS-Y6 1 
Firmicutes; Clost 


497272 Bacteria_16S 


strain H168 16S r 
Firmicutes; Clost 


497272 Bacteria_16S 


asymbiotica subsp 


Enterobacteriales 


497272 Bacteria_16S 
luminescens subsp. 


G 
497272 Bacteria_16S 


G 
497272 Bacteria_16S 


G 
497272 Bacteria_16S 


2540165 2540262 2 99 
ribosomal RNA, partial sequence 


gi 


3025752 3025849 2 99 gi 
16S ribosomal RNA, partial sequence 
acteria; Alphaproteobacteria; Caulobac 
57824 57903 1 80 gi 
2711 16S ribosomal RNA, partial seque 
ammaproteobacteria; Chromatiales; Chro 
407711 407802 1 92 gi 
in HB-1 16S ribosomal RNA, partial seq 
eria; Aquificae; Aquificales; Desulfur 
2779498 2779577 1 80 gi 

bosomal RNA, partial sequence 
ammaproteobacteria; Thiotrichales; 
2992473 2992552 1 80 
ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
69909 70007 1 99 gi 
ain S1-1 16S ribosomal RNA, partial se 
teria; Firmicutes; Clostridia; Clostri 
257505 257603 1 99 gi 
6S ribosomal RNA, 
ridia; Thermoanaerobacterales; 
322577 322675 1 99 
ibosomal RNA, complete sequence 
ridia; Halanaerobiales; Halanaerobiace 
399957 400047 2 92 gi 


Thi 
gi 


Thermoa 
gi 


; Enterobacteriaceae; Photorhabdus. 


516688 516778 2 92 gi 
thracensis strain 39-8 16S ribosomal 


219857350 
2539981 25412 
yphomonada 
219846906 


terales; 
265679025 
nce 
matiaceae; 
265678783 
uence 
obacteriac 
219857130 
2779259 27806 
otrichacea 
219846928 
2992209 29936 
ionellacea 
265679017 
quence 
diales; Ve 
265678890 
complete sequence 257219 25873 
naerobacte 
265678845 
322285 32381 
ae; 
265678788 
australis strain 9802892 16S ribosomal RNA, pa 
Photorhabdus asymbiotica subsp. 


265678707 


ref|NR_024938.1 


ceae; Hyphomonas 
ref |NR_026498.1 
10 3026975 Phenyl 
aulobacteraceae; 
ref |NR_029333.1 
59029 Thiocy 
Thiocystis. 
ref|NR_029088.1 
407444 408915 
eae; Thermovibri 
ref|NR_024758.1 


30255 
Cc 


57580 


hiothrix. 
NR_026520.1 


e; T 
ref 


e; Legionella. 
ref |NR_029325.1 

69637 71125 
illonellaceae; S 
ref |NR_029198.1 


race 
ref 


ae; Moorella 
NR_029150.1 


thrix. 
NR_029093.1 
1 sequence 


Halothermo 
ref 


rtia 


ref 
lete 


NR_029012.1 


RNA, comp sequence 


Hyphomonas johnsonii 


81 Hyphomonas johnsonii Bacteria; 


Phenylobacterium 
obacterium immobile 
Phenylobacterium. 
Thiocystis violacea 
stis violacea Bacteria; 


Thermovibrio 
Thermovibrio 

oO. 

Thiothrix eikelboomii 


79 Thiothrix eikelboomii Bacteria; 


Legionella brunensis 


81 Legionella brunensis Bacteria; 


Schwartzia 
Schwartzia 
chwartzia. 

Moorella glycerini 


1 Moorella glycerini Bacteria; 


group; Moorella. 
Halothermothrix orenii 


8 Halothermothrix orenii Bacteria; 


Photorhabdus 
399669 401215 


australis Bacteria; Proteobacteria; Gammaproteobacteria; 


Photorhabdus 
516416 517931 


Photorhabdus luminescens subsp. thracensis Bacteria; Proteobacteria; Gammaproteobacteria; 


Enterobacteriales 


497272 Bacteria_16S 


luminescens subsp 


luminescens subsp. 


Enterobacteriacea 


497272 Bacteria_16S 


strain XINach 16S 
Proteobacteria; G 


497272 Bacteria_16S 


luminescens subsp 


Photorhabdus luminescens subsp. 


Enterobacteriales 


497272 Bacteria_16S 
luminescens subsp. 
Photorhabdus luminescens subsp. 


Enterobacteriales 


497272 Bacteria_16S 


marinus subsp. pa 


Prochlorococcacea 


497272 Bacteria_16S 


ferrooxidans DSM 
DSM 10331 Bacteri 
Acidimicrobiaceae 


497272 Bacteria_16S 


strain M2000/95/1 
Bacteria; Proteob 


497272 Bacteria_16S 


strain SK-1T 16S 


Proteobacteria; G 


497272 Bacteria_16S 


strain 8025 16S r 
Proteobacteria; G 


497272 Bacteria_16S 


litoralis strain 
litoralis Bacteri 


497272 Bacteria_16S 


; Enterobacteriaceae; Photorhabdus. 


518254 518344 2 92 gi 
» kayaii strain 1121 16S ribosomal RNA, 


Photorhabdus. 

721360 721450 2 92 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
722946 723036 2 92 gi 
laumondii strain TTO1 16S ribosomal 


e; 
gi 


Enterobacteriaceae; Photorhabdus. 
724529 724619 2 92 gi 
akhurstii strain FRGO4 16S ribosomal 


, 


, 


Photorhabdus. 
99 


Enterobacteriaceae; 


878845 878943 1 gi 


acteria; Gammaproteobacteria; Pasteure 
1459026 1459116 2 92 gi 
ribosomal RNA, partial sequence 
ammaproteobacteria; Enterobacteriales; 
1511920 1512010 2 92 gi 
ibosomal RNA, partial sequence 
ammaproteobacteria; Pasteurellales; Pa 
1633241 1633331 2 92 gi 
DSM 15406 16S ribosomal RNA, partial s 
a; Proteobacteria; Gammaproteobacteria 
1747631 1747729 1 99 gi 


, 


265678706 
kayaii Bacteria; Proteobacteria; Gammaproteoba 


265678567 
721087 72261 


265678566 
RNA, parti 
laumondii Bacteria; Proteobacteria; Gammaproteobacteria; 


265678565 


265678459 
storis strain PCC 9511 16S ribosomal RNA, partia 
Prochlorococcus marinus subsp. pastoris Bacteria 


v 


e; Prochlorococcus. 

1360728 1360826 1 99 gi|228719712|ref|NR_027584.1 
10331 16S ribosomal RNA, complete sequence 1360461 1361925 Acidim 
a; Actinobacteria; Acidimicrobidae; Acidimicrobiales; Acidimicro 
; Acidimicrobium. 

1442593 1442683 2 92 gi| 224581426 |ref|NR_027207.1 

16S ribosomal RNA, partial sequence 1442329 1443825 Actino 


llales; 
224581413 
1458766 14602 


219878127 
1511717 15130 
steurellac 
219878454 
equence 


219878375 


ref 
seq 
cter 


NR_029011.1 
uence 517982 
ia; Enteroba 


complete 


ref |NR_028871.1 
teri 
ref 
als 


Enterobac aceae; Photo 
NR_028870.1 


equence 


ref 
ial 


NR_028869.1 


RNA, part sequence 


ref 
1 se 


NR_028762.1 
quence 


Photorhabdus 
519496 Photorhabdus 
cteriales; 


Photorhabdus temperata 


2 Photorhabdus temperata Bacteria; 


rhabdus. 
Photorhabdus 
722663 724202 


Photorhabdus 
724253 725774 


akhurstii Bacteria; Proteobacteria; Gammaproteobacteria; 


Prochlorococcus 
878614 880078 


Cyanobacteria; Prochlorales; 


steu 
ref 


Pa rellaceae; A 


NR_027194.1 


teri 
ref 


Enterobac aceae; Xenor 


NR_025266.1 


eae; Histophilus 
ref|NR_025593.1 
1632974 163447 


Aeromonadales; Aeromonad 


Acidimicrobium 
icrobium ferrooxidans 
bineae; 


Actinobacillus scotiae 
bacillus scotiae 
ctinobacillus. 
Xenorhabdus japonica 


46 Xenorhabdus japonica Bacteria; 


habdus. 
Histophilus somni 


77 Histophilus somni Bacteria; 


Oceanisphaera 
9 Oceanisphaera 
aceae; Oceanisphaera. 


ref |NR_025514.1 


Megamonas hypermegale 


strain DSM 1672 16S ribosomal RNA, partial sequence 1747351 1748868 Megamonas hypermegale Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Megamonas. 


497272 Bacteria_16S 1983304 1983402 1 99 gi| 219878206 |ref|NR_025345.1| Chondromyces 
lanuginosus strain Sy t2 16S ribosomal RNA, partial sequence 1983024 1984558 Chondromyces 
lanuginosus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 
497272 Bacteria_16S 1984888 1984986 1 99 gi| 219878205 |ref|NR_025344.1| Chondromyces 
apiculatus strain Cm al4 16S ribosomal RNA, partial sequence 1984609 1986142 Chondromyces 
apiculatus Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Polyangiaceae; 
Chondromyces. 
497272 Bacteria_16S 1998816 1998906 2 92 gi|219878196|ref|NR_025335.1| Pragia fontium strain 
DSM 5563 16S ribosomal RNA, partial sequence 1998561 2000045 Pragia fontium Bacteria; Proteobacteria; 
Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Pragia. 
497272 Bacteria_16S 2001886 2001976 2 92 gi|219878194|ref|NR_025333.1| Leminorella grimontii 
strain 81H-380. 16S ribosomal RNA, partial sequence 2001636 2003117 Leminorella grimontii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Leminorella. 
497272 Bacteria_16S 2162912 2163002 2 92 gi|219857626|ref|NR_025215.1| Desulfovibrio 
hydrothermalis strain AM13 16S ribosomal RNA, partial sequence 2162629 2164163 Desulfovibrio 
hydrothermalis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
497272 Bacteria_16S 3444632 3444730 1 99 gi|219846613|ref|NR_026205.1| Succiniclasticum 
ruminis strain DSM 9236 16S ribosomal RNA, partial sequence 3444350 3445854 Succiniclasticum ruminis 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Succiniclasticum. 
497272 Bacteria_16S 3694198 3694288 2 92 gi|219846441|ref|NR_026032.1| Pasteurella aerogenes 
strain P-172-71 16S ribosomal RNA, partial sequence 3693916 3695320 Pasteurella aerogenes Bacteria; 
Proteobacteria; Gammaproteobacteria; Pasteurellales; Pasteurellaceae. 
497272 Bacteria_16S 3913168 3913258 2 92 gi|219846285|ref|NR_025875.1| Xenorhabdus poinarii 
strain Gl 16S ribosomal RNA, partial sequence 3912908 3914383 Xenorhabdus poinarii Bacteria; 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobacteriaceae; Xenorhabdus. 
497272 Bacteria_16S 4070348 4070446 1 99 gi|219846172|ref|NR_025762.1| Veillonella caviae 
strain PVl 16S ribosomal RNA, partial sequence 4070099 4071500 Veillonella caviae Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Veillonella. 
497272 Bacteria_16S 261878 261975 2 99 gi| 265678885 |ref|NR_029191.1| Rubrobacter 
radiotolerans strain P 1 16S ribosomal RNA, complete sequence 261591 263140 Rubrobacter 
radiotolerans Bacteria; Actinobacteria; Rubrobacteridae; Rubrobacterales; Rubrobacterineae; 
Rubrobacteraceae; Rubrobacter. 
497272 Bacteria_16S 1736921 1737018 2 99 gi|219878383|ref|NR_025522.1| Oleispira antarctica 
strain RB-8 16S ribosomal RNA, partial sequence 1736673 1738109 Oleispira antarctica Bacteria; 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Oleispira. 
497272 Bacteria_16S 1828067 1828164 2 99 gi|219878317|ref|NR_025456.1| Oceanicaulis 
alexandrii strain C116-18 16S ribosomal RNA, partial sequence 1827843 1829266 Oceanicaulis 
alexandrii Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Oceanicaulis. 
497272 Bacteria_16S 2541570 2541667 2 99 gi|219857349|ref|NR_024937.1| Hyphomonas adhaerens 
strain MHS-3 16S ribosomal RNA, partial sequence 2541332 2542665 Hyphomonas adhaerens Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Hyphomonas. 
497272 Bacteria_16S 2892268 2892365 2 99 gi|219856861|ref|NR_024680.1| Vibrio rumoiensis 
strain S-1 16S ribosomal RNA, partial sequence 2892009 2893502 Vibrio rumoiensis Bacteria; 
Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 
497272 Bacteria_16S 292302 292392 2 92 gi|265678865|ref|NR_029171.1| Aggregatibacter 
actinomycetemcomitans strain 277/49-50(8) 16S ribosomal RNA, partial sequence 292013 293496 
Aggregatibacter actinomycetemcomitans Bacteria; Proteobacteria; Gammaproteobacteria; 
Pasteurellales; Pasteurellaceae; Aggregatibacter. 
497272 Bacteria_16S 95544 95635 1 92 gi| 265678999 |ref|NR_029307.1| Desulfovibrio 
aespoeensis strain Aspo2 16S ribosomal RNA, partial sequence 95265 96764 Desulfovibrio 
aespoeensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 
497272 Bacteria_16S 464660 464739 1 80 gi|265678741|ref|NR_029046.1| Inquilinus limosus 
strain AU476 16S ribosomal RNA, partial sequence 464412 465829 Inquilinus limosus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Inquilinus. 
497272 Bacteria_16S 562619 562710 1 92 gi| 265678677 |ref|NR_028982.1| Acidithiobacillus 
albertensis strain DSM 14366 16S ribosomal RNA, partial sequence 562358 563851 Acidithiobacillus 
albertensis Bacteria; Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; 
Acidithiobacillus. 
497272 Bacteria_16S 827510 827601 1 92 gi|265678494|ref|NR_028797.1| Selenomonas infelix 
strain VPI D 75 B-30 16S ribosomal RNA, partial sequence 827209 828732 Selenomonas infelix Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
497272 Bacteria_16S 829086 829177 1 92 gi|265678493|ref|NR_028796.1| Selenomonas noxia 
strain ATCC 43541 16S ribosomal RNA, partial sequence 828783 830273 Selenomonas noxia Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
497272 Bacteria_16S 857812 857903 1 92 gi| 265678473 |ref|NR_028776.1| Desulfovibrio 
mexicanus strain Lupl 16S ribosomal RNA, partial sequence 857526 859025 Desulfovibrio mexicanus 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; Desulfovibrio. 
497272 Bacteria_16S 903326 903405 1 80 gi|265678442|ref|NR_028744.1| Legionella gresilensis 


strain Greoux 11 D13 16S ribosomal RNA, partial sequence 


903072 904507 Legionella gresilensis 


Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 


497272 Bacteria_16S 1377415 1377506 1 92 gi|228717562|ref|NR_027564.1| Teredinibacter 
turnerae strain T7902 16S ribosomal RNA, partial sequence 1377167 1378635 Teredinibacter turnerae T7901 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadales genera incertae sedis; 
Teredinibacter. 

497272 Bacteria_16S 1649925 1650004 1 80 gi|219878442|ref|NR_025581.1| Labrys monachus strain 
VKM B1479 16S ribosomal RNA, partial sequence 1649700 1651141 Labrys monachus Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Labrys. 

497272 Bacteria_16S 2116152 2116243 1 92 gi|219857657|ref|NR_025246.1| Microbulbifer 
elongatus strain DSM 6810 16S ribosomal RNA, partial sequence 2115900 2117390 Microbulbifer 
elongatus Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; 
Microbulbifer. 

497272 Bacteria_16S 2137325 2137416 1 92 gi|219857643|ref|NR_025232.1| Microbulbifer 
salipaludis strain SM-1 16S ribosomal RNA, partial sequence 2137073 2138564 Microbulbifer salipaludis 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
497272 Bacteria_16S 2355670 2355761 1 92 gi|219857490|ref|NR_025078.1| Desulfovibrio 
dechloracetivorans strain SF3 16S ribosomal RNA, partial sequence 2355381 2356917 Desulfovibrio 
dechloracetivorans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; 
Desulfovibrionaceae; Desulfovibrio. 

497272 Bacteria_16S 2415083 24151741 92 gi|219857450|ref|NR_025038.1| Desulfovibrio 
inopinatus strain HHQ 20 16S ribosomal RNA, partial sequence 2414827 2416310 Desulfovibrio 
inopinatus Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

497272 Bacteria_16S 2502684 2502763 1 80 gi|219857380|ref|NR_024968.1| Legionella 
beliardensis strain Montbeliard Al 16S ribosomal RNA, partial sequence 2502405 2503874 Legionella 
beliardensis Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
497272 Bacteria_16S 2544543 2544642 1 100 gi| 219857347 |ref|NR_024935.1| Acidovorax facilis 
strain CCUG 2113 16S ribosomal RNA, partial sequence 2544276 2545786 Acidovorax facilis Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 

497272 Bacteria_16S 2997036 2997127 1 92 gi|219846925|ref|NR_026517.1| Acidithiobacillus 
caldus strain KU 16S ribosomal RNA, partial sequence 2996783 2998242 Acidithiobacillus caldus Bacteria; 
Proteobacteria; Gammaproteobacteria; Acidithiobacillales; Acidithiobacillaceae; Acidithiobacillus. 
497272 Bacteria_16S 3050148 3050239 1 92 gi|219846888|ref|NR_026480.1| Desulfovibrio 
sulfodismutans strain ThAcOl 16S ribosomal RNA, partial sequence 3049889 3051367 Desulfovibrio 
sulfodismutans Bacteria; Proteobacteria; Deltaproteobacteria; Desulfovibrionales; Desulfovibrionaceae; 
Desulfovibrio. 

497272 Bacteria_16S 3078722 3078813 1 92 gi|219846869|ref|NR_026461.1| Desulfurella 
multipotens strain RH-8 16S ribosomal RNA, partial sequence 3078457 3079982 Desulfurella multipotens 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

497272 Bacteria_16S 3081874 3081965 1 92 gi| 219846867 |ref|NR_026459.1| Desulfurella 
kamchatkensis strain K-119 16S ribosomal RNA, partial sequence 3081609 3083134 Desulfurella 
kamchatkensis Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; 
Desulfurella. 

497272 Bacteria_16S 3126928 3127007 1 80 gi| 219846837 |ref|NR_026429.1| Hyphomicrobium 
zavarzinii strain ZV-622 16S ribosomal RNA, partial sequence 3126704 3128141 Hyphomicrobium 
zavarzinii Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Hyphomicrobium. 
497272 Bacteria_16S 3587795 3587886 1 92 gi|219846517|ref|NR_026109.1| Desulfurella 
acetivorans strain A63 16S ribosomal RNA, partial sequence 3587507 3589069 Desulfurella acetivorans 
Bacteria; Proteobacteria; Deltaproteobacteria; Desulfurellales; Desulfurellaceae; Desulfurella. 

497272 Bacteria_16S 3940309 3940392 1 84 gi|219846265|ref|NR_025855.1| Rhodobium marinum 
strain BN 126 16S ribosomal RNA, partial sequence 3940082 3941471 Afifella marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhodobiaceae; Afifella. 

497272 Bacteria_16S 4037227 4037310 1 84 gi|219846198|ref|NR_025788.1| Thiomonas intermedia 
strain ATCC 15466 16S ribosomal RNA, partial sequence 4037001 4038390 Thiomonas intermedia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Thiomonas. 

497272 Bacteria_16S 4056681 4056772 1 92 gi|219846182|ref|NR_025772.1| Microbulbifer 
maritimus strain TF-17 16S ribosomal RNA, partial sequence 4056429 4057918 Microbulbifer maritimus 
Bacteria; Proteobacteria; Gammaproteobacteria; Alteromonadales; Alteromonadaceae; Microbulbifer. 
497272 Bacteria_16S 19891 19989 1 99 gi|265679050|ref|NR_029358.1| Burkholderia 
multivorans strain Struelens 16S ribosomal RNA, partial sequence 19628 21106 Burkholderia 
multivorans Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
Burkholderia; Burkholderia cepacia complex. 

497272 Bacteria_16S 75886 75984 1 99 gi|265679013|ref|NR_029321.1| Chlorobaculum 
thiosulfatiphilum strain 6230 16S ribosomal RNA, partial sequence 75652 77039 Chlorobaculum 
thiosulfatiphilum Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorobiaceae; Chlorobaculum. 

497272 Bacteria_16S 104760 104858 1 99 gi| 265678993 |ref|NR_029301.1| Thermoanaerobacter 
wiegelii strain Rt8.Bl 16S ribosomal RNA, partial sequence 104486 105949 Thermoanaerobacter wiegelii 
Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
497272 Bacteria_16S 132242 132340 1 99 gi| 265678974 |ref|NR_029282.1| Rhodothermus marinus 
strain R-10 16S ribosomal RNA, complete sequence 131953 133495 Rhodothermus marinus Bacteria; 
Bacteroidetes; Sphingobacteria; Sphingobacteriales; Rhodothermaceae; Rhodothermus. 

497272 Bacteria_16S 237688 237786 1 99 gi|265678903|ref|NR_029211.1| Burkholderia glumae 


strain P 1-22-1 16S ribosomal RNA, partial sequence 237457 238966 Burkholderia glumae Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 


497272 Bacteria_16S 239237 239335 1 99 gi|265678902|ref|NR_029210.1| Burkholderia 
pyrrocinia strain 2327 16S ribosomal RNA, partial sequence 239017 240544 Burkholderia pyrrocinia 
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; 
Burkholderia cepacia complex. 

497272 Bacteria_16S 240823 240921 1 99 gi|265678901|ref|NR_029209.1| Burkholderia cepacia 
strain 717 16S ribosomal RNA, partial sequence 240595 242072 Burkholderia cepacia Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
complex. 

497272 Bacteria_16S 307467 307565 1 99 gi| 265678855 |ref|NR_029161.1| Comamonas testosteroni 
strain KS 0043 16S ribosomal RNA, complete sequence 307188 308723 Comamonas testosteroni Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Comamonas. 

497272 Bacteria_16S 315043 315141 1 99 gi|265678850|ref|NR_029155.1| Rickettsia canadensis 
strain 2678 16S ribosomal RNA, partial sequence 314818 316231 Rickettsia canadensis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; typhus 
group. 

497272 Bacteria_16S 331939 332037 1 99 gi|265678839|ref|NR_029144.1]| Moorella 
thermoautotrophica strain JW 701/3 16S ribosomal RNA, complete sequence 331642 333194 Moorella 
thermoautotrophica Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Moorella group; Moorella. 

497272 Bacteria_16S 372397 372495 1 99 gi| 265678806 |ref|NR_029111.1| Sphingomonas 
phyllosphaerae strain FA2 16S ribosomal RNA, partial sequence 372149 373610 Sphingomonas 
phyllosphaerae Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
Sphingomonas. 

497272 Bacteria_16S 381544 381626 2 84 gi|265678800|ref|NR_029105.1| Parvibaculum 
lavamentivorans strain DS-1 16S ribosomal RNA, partial sequence 381306 382756 Parvibaculum 
lavamentivorans Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
Parvibaculum. 

497272 Bacteria_16S 430912 431010 1 99 gi| 265678767 |ref|NR_029072.1| Roseomonas gilardii 
subsp. rosea strain MDA5605 16S ribosomal RNA, partial sequence 430661 432145 Roseomonas gilardii 
subsp. rosea Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; 
Roseomonas. 

497272 Bacteria_16S 447903 448001 1 99 gi|265678756|ref|NR_029061.1| Roseomonas gilardii 
strain 5424 16S ribosomal RNA, partial sequence 447654 449135 Roseomonas gilardii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomonas. 

497272 Bacteria_16S 533505 533603 1 99 gi|265678696|ref|NR_029001.1| Ottowia thiooxydans 
strain K11 16S ribosomal RNA, partial sequence 533233 534757 Ottowia thiooxydans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Ottowia. 

497272 Bacteria_16S 548782 548880 1 99 gi|265678686|ref|NR_028991.1| Sporomusa aerivorans 
strain TMAO3 16S ribosomal RNA, partial sequence 548509 550044 Sporomusa aerivorans Bacteria; 
Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

497272 Bacteria_16S 567137 567227 1 91 gi|265678674|ref|NR_028979.1| Conexibacter woesei 
strain ID131577 16S ribosomal RNA, partial sequence 566874 568343 Conexibacter woesei Bacteria; 
Actinobacteria; Rubrobacteridae; Solirubrobacterales; Conexibacteraceae; Conexibacter. 

497272 Bacteria_16S 576134 576232 1 99 gi| 265678668 |ref|NR_028973.1| Acidovorax 
valerianellae strain CFBP 4730 16S ribosomal RNA, partial sequence 575863 577354 Acidovorax 
valerianellae Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
497272 Bacteria_16S 588157 588255 1 99 gi|265678660|ref|NR_028965.1| Burkholderia tropica 
strain Ppe8 16S ribosomal RNA, partial sequence 587905 589310 Burkholderia tropica Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 

497272 Bacteria_16S 629124 629202 2 80 gi|265678631|ref|NR_028936.1| Roseospira marina 
strain CE2105 16S ribosomal RNA, partial sequence 628893 630298 Roseospira marina Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Roseospira. 

497272 Bacteria_16S 642907 643005 1 99 gi|265678622|ref|NR_028927.1| Sporomusa ovata strain 
H 1 16S ribosomal RNA, partial sequence 642624 644123 Sporomusa ovata Bacteria; Firmicutes; 
Clostridia; Clostridiales; Veillonellaceae; Sporomusa. 

497272 Bacteria_16S 649082 649180 1 99 gi|265678618|ref|NR_028923.1| Methylocapsa 
acidiphila strain B2 16S ribosomal RNA, partial sequence 648840 650254 Methylocapsa acidiphila 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiaceae; Methylocapsa. 

497272 Bacteria_16S 659395 659493 1 99 gi|265678609|ref|NR_028914.1| Moraxella canis strain 
N7 16S ribosomal RNA, partial sequence 659171 660617 Moraxella canis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
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497272 Bacteria_16S 888039 888137 1 99 gi|265678452|ref|NR_028754.1| Saccharopolyspora 
flava strain AS 4.1520 16S ribosomal RNA, partial sequence 887783 889225 Saccharopolyspora flava 
Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales; Pseudonocardineae; Pseudonocardiaceae; 
Saccharopolyspora. 
497272 Bacteria_16S 892503 892601 1 99 gi|265678449|ref|NR_028751.1| Pandoraea sputorum 
strain LMG 18819 16S ribosomal RNA, partial sequence 892248 893732 Pandoraea sputorum Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Pandoraea. 
497272 Bacteria_16S 901819 901917 1 99 gi| 265678443 |ref|NR_028745.1| Thioalkalivibrio 
denitrificans strain ALJD 16S ribosomal RNA, partial sequence 901557 903021 Thioalkalivibrio 
denitrificans Bacteria; Proteobacteria; Gammaproteobacteria; Chromatiales; Ectothiorhodospiraceae; 
Thioalkalivibrio. 
497272 Bacteria_16S 904856 904954 1 99 gi|265678441|ref|NR_028743.1| Thermoanaerobacter 
siderophilus strain SR4 16S ribosomal RNA, partial sequence 904558 906118 Thermoanaerobacter 
siderophilus Bacteria; Firmicutes; Clostridia; Thermoanaerobacterales; Thermoanaerobacteraceae; 
Thermoanaerobacter. 
497272 Bacteria_16S 948245 948343 1 99 gi|265678413|ref|NR_028715.1| Acidovorax temperans 
strain PHL 16S ribosomal RNA, partial sequence 947973 949484 Acidovorax temperans Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax. 
497272 Bacteria_16S 1009598 1009688 2 92 gi|265678371|ref|NR_028673.1| Shewanella algae 
strain OK-1 16S ribosomal RNA, partial sequence 1009316 1010853 Shewanella algae Bacteria; 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
497272 Bacteria_16S 1012642 10127401 99 gi|265678369|ref|NR_028671.1| Moraxella caviae 
strain GP1l1l 16S ribosomal RNA, partial sequence 1012401 1013846 Moraxella caviae Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
497272 Bacteria_16S 1014138 1014236 1 99 gi|265678368|ref|NR_028670.1| Moraxella ovis strain 
199/55 16S ribosomal RNA, partial sequence 1013897 1015342 Moraxella ovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
497272 Bacteria_16S 1015634 1015732 1 99 gi|265678367|ref|NR_028669.1| Moraxella catarrhalis 
strain Ne 11 16S ribosomal RNA, partial sequence 1015393 1016838 Moraxella catarrhalis Bacteria; 
Proteobacteria; Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
497272 Bacteria_16S 1017131 1017229 1 99 gi|265678366|ref|NR_028668.1| Moraxella bovis strain 
L-3 16S ribosomal RNA, partial sequence 1016889 1018335 Moraxella bovis Bacteria; Proteobacteria; 
Gammaproteobacteria; Pseudomonadales; Moraxellaceae; Moraxella. 
497272 Bacteria_16S 1070446 1070544 1 99 gi|265678330|ref|NR_028632.1| Tistrella mobilis 
strain JCM 21370 16S ribosomal RNA, partial sequence 1070184 1071636 Tistrella mobilis Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Rhodospirillaceae; Tistrella. 
497272 Bacteria_16S 1120145 1120243 1 99 gi|228716127|ref|NR_027547.1| Anaeromyxobacter 
dehalogenans 2CP-1 16S ribosomal RNA, partial sequence 1119856 1121404 Anaeromyxobacter dehalogenans 
2CP-1 Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Cystobacterineae; Myxococcaceae; 
Anaeromyxobacter. 
497272 Bacteria_16S 1129209 1129307 1 99 gi|253680770|ref|NR_028018.1| Rickettsia rickettsii 
strain R 16S ribosomal RNA, partial sequence 1128958 1130397 Rickettsia rickettsii Bacteria; 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; spotted 
fever group. 
497272 Bacteria_16S 1179173 11792711 99 gi|228717704|ref|NR_027566.1| Nitrosomonas eutropha 
C91 16S ribosomal RNA, partial sequence 1178919 1180416 Nitrosomonas eutropha C91 Bacteria; 
Proteobacteria; Betaproteobacteria; Nitrosomonadales; Nitrosomonadaceae; Nitrosomonas. 
497272 Bacteria_16S 1209482 1209580 1 99 gi|228715350|ref|NR_027522.1| Haliangium ochraceum 
DSM 14365 16S ribosomal RNA, partial sequence 1209193 1210699 Haliangium ochraceum DSM 14365 
Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Nannocystineae; Haliangiaceae; Haliangium. 
497272 Bacteria_16S 1268247 1268345 1 99 gi|219846421|ref|NR_026012.1| Desulfuromonas 
chloroethenica strain TT4B 16S ribosomal RNA, partial sequence 1267974 1269475 Desulfuromonas 
chloroethenica Bacteria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; 
Desulfuromonas. 
497272 Bacteria_16S 1313370 1313468 1 99 gi|228718892|ref|NR_027577.1| Thermoanaerobacter 
brockii subsp. brockii strain HTD4 16S ribosomal RNA, partial sequence 1313094 1314606 
Thermoanaerobacter brockii subsp. brockii Bacteria; Firmicutes; Clostridia; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobacter. 
497272 Bacteria_16S 1372818 1372916 1 99 gi|228717983|ref|NR_027569.1| Burkholderia unamae 
strain MT1-641 16S ribosomal RNA, partial sequence 1372563 1374050 Burkholderia unamae MTI-641 Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia. 
497272 Bacteria_16S 1454691 1454781 2 92 gi|224581417|ref|NR_027198.1| Oceanimonas 
doudoroffii strain MBIC1298 16S ribosomal RNA, partial sequence 1454432 1455915 Oceanimonas 
doudoroffii Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Aeromonadaceae; Oceanimonas. 
497272 Bacteria_16S 1524032 15241301 99 gi|219857527|ref|NR_025115.1| Selenomonas sputigena 
strain ATCC 35185 16S ribosomal RNA, partial sequence 1523742 1525238 Selenomonas sputigena 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Selenomonas. 
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nitroreducens Ba 
Diaphorobacter. 


497272 Bacteria_16S 
rain JCM 11223 16S ribosomal RNA, partial 
Clostridi 


nagasakiensis st 
nagasakiensis Ba 
Thermaerobacter. 


497272 Bacteria_16S 


strain IFO 13613 


multivorum strai 
multivorum Bacte 
Acidiphilium. 


497272 Bacteria_16S 


strain BSB411 16 
Proteobacteria; 


497272 Bacteria_16S 


strain lacT 16S 
Proteobacteria; 


dextrinosolvens 


dextrinosolvens Bacteria; 


Succinivibrio. 


497272 Bacteria_16S 
in IFAM KB-677 16S ribosomal RNA, partial 
eria; Proteobacteria; Alphaproteobacteria 


hollandicum stra 
hollandicum Bact 
Hyphomicrobium. 


497272 Bacteria_16S 
strain DSM 3856 16S ribosomal RNA, partia 
magnetotacticum Bacteria; Proteobacteria; Alphaproteobact 


magnetotacticum 


Magnetospirillum 


497272 Bacteria_16S 
strain DG-1 16S ribosomal RNA, partial sequence 
Clostridia; 
497272 Bacteria_16S 

strain TagT2C 16S 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 
497272 Bacteria_16S 
gregorii strain NCIB 12823 16S ribosomal RNA, partial seq 
Actinobacteria; Actinobacteridae; Acti 


Firmicutes; 


gregorii Bacteria; 
Pseudonocardiaceae; 


Deltaproteobacteria; Desulfovibrionales; 
497272 Bacteria_16S 


2739076 27391741 99 gi 


utes; Clostridia; 
2743504 2743602 1 
bosomal RNA, partial sequence 


99 gi 


2749206 2749304 1 99 gi 


cteria; Proteobacteria; 


2756838 2756936 1 99 gi 


cteria; Firmicutes; Clostridia; 


2928775 2928865 2 92 gi 


2936290 2936388 1 
n AIU 301 16S ribosomal RNA, 


99 gi 


3013763 3013861 1 99 

S ribosomal RNA, complete sequence 
Betaproteobacteria; Burkholderiales; Co 
3042589 3042679 2 92 gi 
ribosomal RNA, partial sequence 


gi 


3056339 3056429 2 92 gi 
strain 0554 16S ribosomal RNA, partial 
Proteobacteria; 
3128416 3128514 1 


99 gi 


3198348 3198446 1 99 gi 


3202759 3202857 1 99 gi 

Clostridiales; Veillonellaceae; 
3239186 3239284 1 99 gi 
ribosomal RNA, partial sequence 
3523700 3523798 1 


99 gi 


Saccharopolyspora. 


Na82 16S ribosomal RNA, partial sequence 
Thermoanaerobacterales; 


Betaproteobacteria; Burkholderiales; Coma 
497272 Bacteria_16S 


219857161 

27388 
Thermodesulfobiaceae; 
219857158 
2743252 27 
monad 
219857154 
rain NA10B 16S ribosomal RNA, partial seq 
Betaproteobacteri 


uence 
a; 


219857148 


Burkholderiales; 


ref|NR_024789.1| Thermodesulfobium 
10 2740172 Thermodesulfobium narugense 
Thermodesulfobium. 


ref|NR_024786.1| Delftia tsuruhatensis 


44707 Delftia tsuruhatensis Bacteria; 
aceae; 


Delftia. 

ref|NR_024782.1| Diaphorobacter 
2748935 2750455 Diaphorobacter 

Comamonadaceae; 


ref|NR_024776.1| Thermaerobacter 


sequence 2756546 2758056 Thermaerobacter 


ales; 


ma. 


se 
Gammaproteobact 


eria; 


ob 


219856837 
16S ribosomal RNA, partial sequence 2928528 2929956 Terasakiella pusilla Bacteria; 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Methy 
497272 Bacteria_16S 


locystaceae; 
219856832 
complete sequence 

ria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
219846914 
3013492 30150 
monadaceae; 
219846894 
3042319 3043795 Desulfovibrio 
Desulfovibrionaceae; 
219846884 
quence 

eria; Aeromonadales; 


219846836 


Clostridiales Family XVII. 


Incertae Sedis; 


ref|NR_024656.1| Terasakiella pusilla 
Terasakiella. 
ref|NR_024651.1| Acidiphilium 

2936039 2937489 Acidiphilium 


Acetobacteraceae; 


ref|NR_026506.1| Acidovorax defluvii 
17 Acidovorax defluvii Bacteria; 
Acidovorax. 
NR_026486.1| Desulfovibrio zosterae 
zosterae Bacteria; 
Desulfovibrio. 

NR_026476.1| Succinivibrio 

3056079 3057541 Succinivibrio 
Succinivibrionaceae; 


ref 


ref|NR_026428.1| Hyphomicrobium 


sequence 3128192 3129616 Hyphomicrobium 
; Rhizobiales; Hyphomicrobiaceae; 


219846789 


219846786 
3202501 3203981 Sporomusa silvacetica Bacteria; 
poromusa. 
219846761 
3238968 3240379 Xanthobacter 
acteraceae; 
219846560 
uence 

nomycetales; 


ref |NR_026381.1| Magnetospirillum 


1 sequence 3198121 3199563 Magnetospirillum 
Rhodospirillales; 


Rhodospirillaceae; 


ref|NR_026378.1| Sporomusa silvacetica 


ref|NR_026353.1| Xanthobacter tagetidis 
tagetidis Bacteria; 
Xanthobacter. 
ref|NR_026152.1| Saccharopolyspora 
3523483 3524884 Saccharopolyspora 


Pseudonocardineae; 


497272 Bacteria_16S 3568086 3568176 2 92 gi|219846530|ref|NR_026122.1| Vibrio cincinnatiensis 
strain ATCC 35912 16S ribosomal RNA, partial sequence 3567807 3569262 Vibrio cincinnatiensis 
Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; Vibrionaceae; Vibrio. 

497272 Bacteria_16S 3584720 3584818 1 99 gi|219846519|ref|NR_026111.1| Phascolarctobacterium 
faecium strain ACM 3679 16S ribosomal RNA, partial sequence 3584436 3585946 Phascolarctobacterium faecium 
Bacteria; Firmicutes; Clostridia; Clostridiales; Veillonellaceae; Phascolarctobacterium. 

497272 Bacteria_16S 3633252 3633342 2 92 gi|219846483|ref|NR_026075.1| Anaerobiospirillum 
succiniciproducens strain S411 16S ribosomal RNA, partial sequence 3633011 3634478 Anaerobiospirillum 
succiniciproducens Bacteria; Proteobacteria; Gammaproteobacteria; Aeromonadales; Succinivibrionaceae; 
Anaerobiospirillum. 

497272 Bacteria_16S 3677579 3677669 1 91 gi|219846452|ref|NR_026043.1| Deferribacter 


thermophilus strain BMA1 16S ribosomal RNA, partial sequence 


thermophilus Bacteria; 
497272 Bacteria_16S 


Deferribacteres; 
3679135 3679233 1 


99 


Deferribacterales; 


gi 


219846451 


aeschlimannii strain Mcl6 16S ribosomal RNA, partial sequence 


aeschlimannii Bacteria; Proteobacteria; Alphaproteobacteria; 
spotted fever group. 
497272 Bacteria_16S 
SDBY1 16S ribosomal RNA, partial sequence 37729 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales 
497272 Bacteria_16S 


Rickettsia; 


palmitatis strain 
Bacteria; 


3773206 3773304 1 


3780855 3780953 1 


99 


99 


strain RB 16S ribosomal RNA, partial sequence 


Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiaceae; Rickettsieae; Rickettsia; 


fever group. 


gi 


gi 


219846382 


219846376 


ref 


ref 


; De 


3677295 367884 
Deferribac 


3678896 368032 
Ricketts 


41 3774411 Desulf 


teraceae; De 
NR_026042.1 


iales; Ricke 


NR_025973.1 


sulfuromonad 


ref 


5 Deferribacter 
ferribacter. 

Rickettsia 

3 Rickettsia 

ttsiaceae; Rickettsieae; 


Desulfuromonas 
uromonas palmitatis 
aceae; Desulfuromonas. 


NR_025967.1 


Rickettsia honei 


3780594 3782084 Rickettsia honei Bacteria; 


spotted 


497272 Bacteria_16S 3800379 3800476 2 99 gi| 219846362 
strain UPM-Ca7 16S ribosomal RNA, partial sequence 3800153 38015 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriac 
497272 Bacteria_16S 3845999 3846097 1 99 gi| 219846331 
rhipicephali strain 3-7-6 16S ribosomal RNA, complete sequence 
rhipicephali Bacteria; Proteobacteria; Alphaproteobacteria; Ricke 
Rickettsia; spotted fever group. 

497272 Bacteria_16S 3847489 3847587 1 99 gi 
strain ATCC VR-611 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Ricketts 
spotted fever group. 
497272 Bacteria_16S 3848979 3849077 1 99 gi| 219846329 
strain Mtul 16S ribosomal RNA, partial sequence 3848728 38501 
Proteobacteria; Alphaproteobacteria; Rickettsiales; Rickettsiacea 
fever group. 
497272 Bacteria_16S 


219846330 
38472 


iales; Ric 


3853515 3853613 1 99 gi| 219846326 
strain SS-1 16S ribosomal RNA, partial sequence 3853246 38547 
Proteobacteria; Betaproteobacteria; Burkholderiales; Leptothrix. 
497272 Bacteria_16S 3882624 3882722 1 99 gi| 219846307 
brockii subsp. finnii strain AKo-1 16S ribosomal RNA, partial seq 
Thermoanaerobacter brockii subsp. finnii Bacteria; 
Thermoanaerobacterales; Thermoanaerobacteraceae; Thermoanaerobact 
497272 Bacteria_16S 3943216 39433141 99 gi| 219846263 
organovorum strain TFC 16S ribosomal RNA, partial sequence 39429 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
497272 Bacteria_16S 3946136 3946234 1 99 gi| 219846261 
strain Lhet2 16S ribosomal RNA, partial sequence 3945905 39473 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
497272 Bacteria_16S 4222633 42227311 99 gi| 219846056 
strain 34633 16S ribosomal RNA, partial sequence 4222451 42238 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
497272 Bacteria_16S 66922 67019 2 99 gi| 265679019 
asaccharolytica strain Y-345 16S ribosomal RNA, partial sequence 
asaccharolytica Bacteria; Proteobacteria; Alphaproteobacteria; Sp 
Sphingomonas. 
497272 Bacteria_16S 
succinoxidans str 
succinoxidans Bac 
Desulfuromusa. 
497272 Bacteria_16S 142836 142933 2 99 gi| 265678967 
strain Kysw2 16S ribosomal RNA, partial sequence 142594 14403 
Proteobacteria; Deltaproteobacteria; Desulfuromonadales; Desulfur 
497272 Bacteria_16S 293784 293881 2 99 gi| 265678864 
vibrioformis strain 6030 16S ribosomal RNA, partial sequence 
vibrioformis Bacteria; Chlorobi; Chlorobia; Chlorobiales; Chlorob 
497272 Bacteria_16S 355987 356084 2 99 gi| 265678818 
strain E-1-A 16S ribosomal RNA, partial sequence 355741 35715 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
497272 Bacteria_16S 719862 719959 2 99 gi| 265678568 
biprosthecium strain ACM 2498 16S ribosomal RNA, partial sequence 
biprosthecium Bacteria; Proteobacteria; Alphaproteobacteria; Caul 
Asticcacaulis. 
497272 Bacteria_16S 1067454 1067551 2 99 gi| 265678332 
yabuuchiae strain A1-18 16S ribosomal RNA, partial sequence 10672 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
497272 Bacteria_16S 1073365 1073462 2 99 gi| 265678328 
tardaugens strain ARI-1 16S ribosomal RNA, partial sequence 10731 
Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
497272 Bacteria_16S 1077757 1077854 2 99 gi| 265678324 
strain DAPP-PG 224 16S ribosomal RNA, partial sequence 10775 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomon 
497272 Bacteria_16S 1141325 1141422 2 99 gi| 253680762 
witflariensis strain W-50 16S ribosomal RNA, partial sequence 
witflariensis Bacteria; Proteobacteria; Alphaproteobacteria; 
Sphingopyxis. 
497272 Bacteria_16S 1277104 1277201 2 99 gi 
ganghwensis strain JC2041 16S ribosomal RNA, partial se 
ganghwensis Bacteria; Proteobacteria; Gammaproteobacter 


141353 141450 2 99 gi 
ain Gylac 16S ribosomal RNA, partial s 
teria; Proteobacteria; Deltaproteobact 


265678968 
equence 
eria; Desu 


Sphi 


219846127 
quence 

ia; Altero 
228721107 


Firmicutes; 


ref|NR_025953.1 
75 Mesorhizobium 
eae; Mesorhizobi 
ref|NR_025921.1 

3845748 384718 
ttsiales; Ricket 


ref |NR_025920.1 
38 3848677 Ricket 
kettsiaceae; Ric 


ref |NR_025919.1 


e; Rickettsieae; 


ref |NR_025916.1 


ref 
uenc 


NR_025897.1 
e 388233 


er. 
ref|NR_025853.1 
85 3944397 Acidip 
Acetobacteraceae 
ref|NR_025851.1 
17 Acidiphilium 
raceae; Acidiphi 
ref|NR_025646.1 


ae; Afipia. 
ref |NR_029327.1 

66694 68135 
hingomonadales; 


ref|NR_029276.1 
141109 142543 
lfuromonadales; 


ref|NR_029275.1 
1 Desulfuromusa 
omonadaceae; Des 
ref|NR_029170.1 

293547 295005 
iaceae; Prosthec 
ref |NR_029123.1 
7 Sphingopyxis 
adaceae; Sphingo 
ref |NR_028872.1 

719632 721036 
obacterales; Cau 


ref |NR_028634.1 
03 1068656 Sphing 
Sphingomonadacea 
ref |NR_028630.1 
37 1074554 Novosp 
Sphingomonadacea 
ref |NR_028626.1 
29 1078967 Sphing 
adaceae; Sphingo: 
ref|NR_028010.1 

1141076 114255 
ngomonadales; Sp 


ref|NR_025717.1 
1276861 127826 
monadales; Colwe 


497272 Bacteria_16S 1342544 1342641 2 99 gi 


ref|NR_027602.1 


Clostridia; 


Mesorhizobium ciceri 
ciceri Bacteria; 
um. 
Rickettsia 
7 Rickettsia 
tsiaceae; Rickettsieae; 


Rickettsia montanensis 
tsia montanensis 


kettsieae; Rickettsia; 


Rickettsia massiliae 


67 Rickettsia massiliae Bacteria; 


Rickettsia; spotted 


Leptothrix discophora 


30 Leptothrix discophora Bacteria; 


Thermoanaerobacter 
8 3883860 


Acidiphilium 

hilium organovorum 
Acidiphilium. 
Acidiphilium cryptum 


’ 


cryptum Bacteria; 


lium. 
Afipia massiliensis 


25 Afipia massiliensis Bacteria; 


Sphingomonas 
Sphingomonas 
Sphingomonadaceae; 


Desulfuromusa 
Desulfuromusa 
Desulfuromonadaceae; 


Desulfuromusa kysingii 
kysingii Bacteria; 
ulfuromusa. 
Prosthecochloris 
Prosthecochloris 


ochloris. 


Sphingopyxis terrae 


terrae Bacteria; 
pyxis. 


Asticcacaulis 
Asticcacaulis 
lobacteraceae; 


Sphingomonas 


omonas yabuuchiae 
e; 


Sphingomonas. 
Novosphingobium 


hingobium tardaugens 
e; Novosphingobium. 


Sphingomonas melonis 


omonas melonis Bacteria; 
monas. 


Sphingopyxis 
7 Sphingopyxis 


hingomonadaceae; 


Thalassomonas 
8 Thalassomonas 
lliaceae; Thalassomonas. 
Ferrimonas balearica 


DSM 9799 16S ribosomal RNA, partial sequence 1342254 1343799 Ferrimonas balearica DSM 9799 Bacteria; 


Proteobacteria; Gammaproteobacteria; Alteromonadales; Ferrimonada 


ceae; Ferrimonas 


497272 Bacteria_16S 


RW1 16S ribosomal 


Proteobacteria; Alphaproteobacteria; 
497272 Bacteria_16S 


tianshanense stra 
tianshanense Bact 
Mesorhizobium. 


497272 Bacteria_16S 


septentrionale st 
septentrionale Ba 
Mesorhizobium. 


497272 Bacteria_16S 


strain vc 5 16S r 


chacoense strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain EDIV 16S r 


Proteobacteria; Alphaproteobacteria; 
497272 Bacteria_16S 


strain ATCC 15260 


Proteobacteria; Alphaproteobacteria; 
497272 Bacteria_16S 


strain MCS 18 16S 


Proteobacteria; Alphaproteobacteria; Rhodobacterales; Hyphomonadaceae; Maricaulis. 
497272 Bacteria_16S 2020037 2020134 2 99 gi| 219878182 |ref|NR_025321.1 
washingtonensis strain MCS06 16S ribosomal RNA, partial sequence 2019809 202123 
washingtonensis Bacteria; Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
Maricaulis. 

497272 Bacteria_16S 2113060 2113157 2 99 gi|219857659|ref|NR_025248.1 
pentaromativorans strain US6-1 16S ribosomal RNA, partial sequence 2112812 211429 
pentaromativorans Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadale 
Novosphingobium. 

497272 Bacteria_16S 2117670 2117767 2 99 gi|219857656|ref|NR_025245.1 
strain SW-46 16S ribosomal RNA, partial sequence 2117441 2118882 Erythrobacter 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Erythr 
497272 Bacteria_16S 2150948 2151045 2 99 gi|219857634|ref|NR_025223.1 
strain ALC-2 16S ribosomal RNA, partial sequence 2150729 21521 

Proteobacteria; Alphaproteobacteria; Sphingomonadales; Erythrobacteraceae; Porphy 
497272 Bacteria_16S 2293779 2293876 2 99 gi|219857535|ref|NR_025123.1 
strain ACEM 9 16S ribosomal RNA, partial sequence 2293525 2294983 Shewanella ol 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Shewanellaceae; Shewanella. 
497272 Bacteria_16S 2457492 2457589 2 99 gi|219857411|ref|NR_024999.1 
taejonensis strain JSS-54 16S ribosomal RNA, partial sequence 2457264 245870 
taejonensis Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphi 
Sphingopyxis. 

497272 Bacteria_16S 2458985 2459082 2 99 gi|219857410|ref|NR_024998.1 
strain JSS-26 16S ribosomal RNA, partial sequence 2458757 2460197 Sphingomonas 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
497272 Bacteria_16S 2460476 2460573 2 99 gi| 219857409 |ref|NR_024997.1 
strain JSS-7 16S ribosomal RNA, partial sequence 2460248 2461689 Sphingomonas 
Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Sphingo: 
497272 Bacteria_16S 2622976 2623073 2 99 gi| 219857249 |ref|NR_024879.1 
strain ACCC 19665 16S ribosomal RNA, partial sequence 2622731 2624203 Mesorh 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; M 
497272 Bacteria_16S 2708944 2709041 2 99 gi|219857182|ref|NR_024810.1 
strain AAO08 16S ribosomal RNA, partial sequence 2708714 27101 

Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Asaia. 
497272 Bacteria_16S 2716365 2716462 2 99 gi|219857177|ref|NR_024805.1 


strain Y223G 16S 


Proteobacteria; G 


497272 Bacteria_16S 


strain MKT 106 16 


S60-1 16S ribosom 
Alphaproteobacter 


497272 Bacteria_16S 


strain 71 16S rib 
Proteobacteria; A 


497272 Bacteria_16S 


1399828 1399925 2 
RNA, partial sequence 
Sphingomonadales; 
1484949 1485046 2 99 gi 
in A-1BS 16S ribosomal RNA, partial se 
eria; Proteobacteria; Alphaproteobacte 


99 gi 


2 


1514907 1515004 2 99 gi 


rain SDW 014 16S ribosomal RNA, partia 
cteria; Proteobacteria; Alphaproteobac 


1 


1844974 1845071 2 99 
ibosomal RNA, partial sequence 


gi 


1889228 1889325 2 99 gi 
PR5 16S ribosomal RNA, partial sequenc 
acteria; Alphaproteobacteria; Rhizobia 
1955801 1955898 2 99 gi 
ibosomal RNA, partial sequence 
Sphingomonadales; 
2015603 2015700 2 99 gi 
16S ribosomal RNA, partial sequence 

Sphingomonadales; 
2018565 2018662 2 99 gi 
ribosomal RNA, partial sequence 


e 


ribosomal RNA, partial sequence 
ammaproteobacteria; Alteromonadales; C 
2740490 2740587 2 99 gi 
S ribosomal RNA, partial sequence 


ol 


2809548 2809645 2 

al RNA, partial sequence 
ia; Rhodospirillales; Acetobacteraceae 
2824594 2824691 2 99 gi 
osomal RNA, partial sequence 
lphaproteobacteria; Rhodospirillales; 
2864518 2864615 2 99 gi 


99 gi 


, 


Ac 


qu 
ia 


te 


YP 
219878272 


le 
219878224 
1955571 19570 
Sp 
219878185 


Sp 
219878183 
2018337 20197 


228715353 
1399580 1401060 Sphin 
Sphingomon 


19857250 
ence 
a; 


219878113 


sequence 
ria; Rhi 


219878305 
1844748 18461 
Proteobacteria; Alphaproteobacteria; Rhodobacterales; H 
497272 Bacteria_16S 


homonada 


18889 


s; Phyll 


hingomon 


20153 
hingomon 


2716108 27175 


welliace 


219857160 
2740223 27416 
Proteobacteria; Gammaproteobacteria; Alteromonadales; Alt 
497272 Bacteria_16S 


eromonad 


219857110 
2809318 2810728 Asaia 


Asaia. 


219856907 
2824364 28257 


etobacte 


219856881 


echinoides strain ATCC 14820 16S ribosomal RNA, partial sequence 


Rhizo 


ref 
gomo 


NR_027525.1 
nas wittichi 
adaceae; Sphingo: 
ref |NR_024880.1 

1484704 148617 
biales; Phylloba 


ref|NR_025252.1 
1514694 151610 
zobiales; Phyllo 


ref|NR_025444.1 


ceae; Maricauli 
ref|NR_025411.1 
88 1890453 Mesorh 
obacteriaceae; M 
ref |NR_025363.1 


adaceae; Sphingo: 
ref |NR_025324.1 
75 2016816 Caulob 
adaceae. 

ref |NR_025322.1 


Colwellia. 
NR_024788.1 


ae; 
ref 


acea 
ref 
sia 


e; Agarivora 
NR_024738.1 
mensis Bacte 
ref |NR_024728.1 


raceae; Asaia. 


s: 


Sphingomonas wittichii 
i RW1 Bacteria; 
monas. 

Mesorhizobium 
9 Mesorhizobium 
cteriaceae; 


Mesorhizobium 
8 Mesorhizobium 


bacteriaceae; 


Maricaulis virginensis 


67 Maricaulis virginensis Bacteria; 
Ss. 


Mesorhizobium 
izobium chacoense 
esorhizobium. 
Sphingomonas pituitosa 


16 Sphingomonas pituitosa Bacteria; 


monas. 
Caulobacter leidyia 
acter leidyia Bacteria; 


Maricaulis salignorans 


58 Maricaulis salignorans Bacteria; 


Maricaulis 
0 Maricaulis 
yphomonadaceae; 


Novosphingobium 
2 Novosphingobium 
; Sphingomonadaceae; 

Erythrobacter flavus 
flavus Bacteria; 
obacter. 

Porphyrobacter cryptus 


42 Porphyrobacter cryptus Bacteria; 


robacter. 
Shewanella olleyana 


leyana Bacteria; 


Sphingopyxis 
6 Sphingopyxis 
ngomonadaceae; 


Sphingomonas koreensis 


koreensis Bacteria; 


monas. 
Sphingomonas aquatilis 


aquatilis Bacteria; 


monas. 
Mesorhizobium amorphae 
izobium amorphae 
esorhizobium. 

Asaia krungthepensis 


24 Asaia krungthepensis Bacteria; 


Colwellia piezophila 


81 Colwellia piezophila Bacteria; 


Agarivorans albus 


76 Agarivorans albus Bacteria; 


ns. 
Asaia siamensis strain 
ria; Proteobacteria; 


Asaia bogorensis 


74 Asaia bogorensis Bacteria; 


ref |NR_024700.1 
2864276 286573 


Sphingomonas 
8 Sphingomonas 


echinoides Bacter 
Sphingomonas. 


497272 Bacteria_16S 


oligophenolica 16 


Proteobacteria; Alphaproteobacteria; 
497272 Bacteria_16S 
ABE-1 16S ribosomal RNA, partial sequence 


Gammaproteobacter 


497272 Bacteria_16S 


strain S37 16S ri 


Proteobacteria; Alphaproteobacteria; 
497272 Bacteria_16S 


plurifarium strai 
plurifarium Bacte 
Mesorhizobium. 


497272 Bacteria_16S 


sibiricus strain 
sibiricus Bacteri 
Sandaracinobacter 


497272 Bacteria_16S 


strain LMG 2142 1 


Proteobacteria; Alphaproteobacteria; 
497272 Bacteria_16S 


strain DSM 7345 1 
Proteobacteria; D 


497272 Bacteria_16S 


strain WO-44C 16S 
Proteobacteria; G 


497272 Bacteria_16S 


strain NZP 2213 1 


rhizogenes strain 
rhizogenes Bacter 
Rhizobium/Agrobac 


497272 Bacteria_16S 


strain SW-161 16S 
Proteobacteria; A 


497272 Bacteria_16S 


seohaensis strain 
seohaensis Bacter 
Erythrobacter. 


497272 Bacteria_16S 


donghaensis strai 
donghaensis Bacte 
Porphyrobacter. 


497272 Bacteria_16S 


flavimaris strain 
flavimaris Bacter 
Sphingopyxis. 


497272 Bacteria_16S 


aquimaris strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain KMM 3823 1 
Proteobacteria; G 


497272 Bacteria_16S 


strain N. Pfennig 
Bacteria; Proteob 


497272 Bacteria_16S 


phaeovibrioides s 
phaeovibrioides B 
Chlorobium. 


ia; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
2884804 2884901 2 99 gi|219856866|ref|NR_024685.1| Sphingomonas 
S ribosomal RNA, partial sequence 2884576 2885881 Sphingomonas oligophenolica Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
2960371 2960468 2 99 gi|219856816|ref|NR_024635.1| Colwellia maris strain 
2960112 2961625 Colwellia maris Bacteria; Proteobacteria; 
ia; Alteromonadales; Colwelliaceae; Colwellia. 
2965015 2965112 2 99 gi|219856812|ref|NR_024631.1| Sphingopyxis chilensis 
bosomal RNA, partial sequence 2964771 2966222 Sphingopyxis chilensis Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingopyxis. 
3131326 3131423 2 99 gi|219846834|ref|NR_026426.1| Mesorhizobium 
n LMG 11892 16S ribosomal RNA, partial sequence 3131100 3132536 Mesorhizobium 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyllobacteriaceae; 
3196868 3196965 2 99 gi|219846790|ref|NR_026382.1| Sandaracinobacter 
RB16-17 16S ribosomal RNA, partial sequence 3196654 3198070 Sandaracinobacter 
a; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; 
3261646 3261743 2 99 gi| 219846746 |ref|NR_026338.1| Sphingomonas trueperi 
6S ribosomal RNA, partial sequence 3261418 3262878 Sphingomonas trueperi Bacteria; 
Sphingomonadales; Sphingomonadaceae; Sphingomonas. 
3488930 3489027 2 99 gi|219846583|ref|NR_026175.1| Desulfuromusa bakii 
6S ribosomal RNA, partial sequence 3488653 3490125 Desulfuromusa bakii Bacteria; 
eltaproteobacteria; Desulfuromonadales; Desulfuromonadaceae; Desulfuromusa. 
3575649 3575728 1 80 gi|219846525|ref|NR_026117.1| Legionella feeleii 


ribosomal RNA, partial sequence 
ammaproteobacteria; Legionellales; Leg 
3967087 3967184 2 99 gi 
6S ribosomal RNA, 


io 


ob 
3974417 3974514 2 99 gi 
IAM 14222 16S ribosomal RNA, complete 
ia; Proteobacteria; Alphaproteobacteri 
terium group; Agrobacterium. 
3994873 3994970 2 99 
ribosomal RNA, partial sequence 
lphaproteobacteria; Sphingomonadales; 
3996364 3996461 2 99 gi 
SW-135 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


s 
a; 


gi 
Er 


ue 
ar 


3997858 3997955 2 99 gi 
n SW-132 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 
ia 


4000780 4000877 2 99 gi 
SW-151 16S ribosomal RNA, partial seq 
ia; Proteobacteria; Alphaproteobacteri 


ue 
a; 


4035735 4035832 2 99 gi 
SW-110 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Sphingomon 


3575389 35768 
219846247 
complete sequence 3966839 39683 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Phyll 


497272 Bacteria_16S 219846242 


219846228 
3994645 39960 


219846227 


219846226 


219846224 


219846199 


nellaceae; Legionella. 
ref |NR_025837.1 
15 Mesorhizobium 
eae; Mesorhizobi 
ref |NR_025832.1 
3974188 397555 
ales; Rhizobiace 


acteriac 


equence 
Rhizobi 


, 


ref|NR_025818.1 
85 Erythrobacter 
teraceae; Erythr 
ref|NR_025817.1 

3996136 399757 
monadales; Eryth 


ythrobac 


nce 
Sphingo 


NR_025816.1 
3997630 399906 
omonadales; Eryt 


ence 
Sphing 


, 


ref|NR_025814.1 
4000552 400199 
monadales; Sphin 


nce 
Sphingo 


ref|NR_025789.1 
07 4036950 Erythr 
Erythrobacterace 


ce 40355 
adales; 


4178642 4178739 2 99 gi 


ammaproteobacteria; Alteromonadales; S 
56326 56402 4 80 gi 
2611 16S ribosomal RNA, partial seque 
acteria; Gammaproteobacteria; Chromati 
74511 74609 lL 99 gi 
train 2631 16S ribosomal RNA, partial 

acteria; Chlorobi; Chlorobia; Chlorobi 


nc 
al 


se 
al 


497272 Bacteria_16S 


kaplicensis strai 
kaplicensis Bacte 
Amaricoccus. 


497272 Bacteria_16S 
cenocepacia strain LMG 16656 16S ribosomal RNA, partial sequence 


253024 253120 2 98 gi 
n Benl01 16S ribosomal RNA, partial se 
ria; Proteobacteria; Alphaproteobacter 


qu 
ia 


1533170 1533268 1 99 gi 


219846094 
6S ribosomal RNA, partial sequence 4178357 41798 
hewanellac 
265679026 


265679014 


265678893 


219857425 


ref |NR_025684.1 


Shewanella 
NR_029334.1 
57529 Thiocy 
matiaceae; Thioc 
ref |NR_029322.1 
74295 75601 
robiaceae; Chlor 


eae; 


56079 
Chro: 


e 
es; 


quence 
es; Chlo 


ref|NR_029201.1 
252777 254201 
acterales; Rhodo 


ence 
Rhodob 


v 


54 Legionella feeleii Bacteria; 


Mesorhizobium loti 
loti Bacteria; 
um. 
Agrobacterium 
6 Agrobacterium 


ae; 


Erythrobacter gaetbuli 
gaetbuli Bacteria; 
obacter. 

Erythrobacter 
9 Erythrobacter 
robacteraceae; 


Porphyrobacter 
9 Porphyrobacter 
hrobacteraceae; 


Sphingopyxis 
5 Sphingopyxis 
gomonadaceae; 


Erythrobacter 
obacter aquimaris 

ae; Erythrobacter. 
Shewanella waksmanii 


96 Shewanella waksmanii Bacteria; 


Thiocystis gelatinosa 
stis gelatinosa 

ystis. 

Chlorobium 

Chlorobium 
obium/Pelodictyon group; 


Amaricoccus 
Amaricoccus 
bacteraceae; 


ref |NR_025013.1 
1532915 153432 


Burkholderia 
2 Burkholderia 


cenocepacia Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 


Burkholderia; Bur 


kholderia cepacia complex. 


497272 Bacteria_16S 


strain DSM 169 16 
Proteobacteria; G 


497272 Bacteria_16S 


strain ATCC49733 


Proteobacteria; G 


497272 Bacteria_16S 


strain SE-32A-C8 


Proteobacteria; G 


497272 Bacteria_16S 


strain CTCBS1 16S 
Proteobacteria; G 


497272 Bacteria_16S 


seropedicae strai 
Bacteria; Proteob 


497272 Bacteria_16S 


acetylenicus stra 
acetylenicus Bact 
Pelobacter. 


497272 Bacteria_16S 


strain C4D1M 16S 


Proteobacteria; B 


497272 Bacteria_16S 


phenazinium strai 
Bacteria; Proteob 


497272 Bacteria_16S 


strain LC 1 16S r 
Firmicutes; Clost 


497272 Bacteria_16S 


F186 16S ribosoma 
Alphaproteobacter 


497272 Bacteria_16S 


xenovorans strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain 941 16S ri 
Proteobacteria; A 


497272 Bacteria_16S 


strain AS130 16S 
Proteobacteria; A 


497272 Bacteria_16S 


anticariensis str 
anticariensis Bac 
Halomonas. 


497272 Bacteria_16S 


strain PL7HG1 16S 
Proteobacteria; A 


497272 Bacteria_16S 


populi BJ001 16S 
Bacteria; Proteob 


497272 Bacteria_16S 


strain E7107 16S 
Proteobacteria; A 


497272 Bacteria_16S 


rudongensis strai 
rudongensis Bacte 


497272 Bacteria_16S 


strain R 8118 16S 
Proteobacteria; B 


497272 Bacteria_16S 


defluvii strain B 
Bacteria; Proteob 


497272 Bacteria_16S 
6S ribosomal RNA, partial sequence 499730 50125 
mamonadace 


strain BSB 41.8 1 
Proteobacteria; B 


497272 Bacteria_16S 


ludipueritiae str 
ludipueritiae Bac 
Roseomonas. 


etaproteobacteria; Burkholderiales; Co: 
561070 561149 1 80 gi 
ain 170-96 16S ribosomal RNA, partial 

teria; Proteobacteria; Alphaproteobact 


497272 Bacteria_16S 


strain BCH 16S ri 


2029021 2029097 4 80 gi|219878176|ref|NR_025315.1 
S ribosomal RNA, partial sequence 2028754 20301 
ammaproteobacteria; Chromatiales; Chromatiaceae; Chromatium. 
2363325 2363415 2 92 gi| 219857485 |ref|NR_025073.1 
16S ribosomal RNA, partial sequence 2363042 23645 
ammaproteobacteria; Pasteurellales; Pasteurellaceae. 
3334 3413 1 80 gi| 265679061 |ref|NR_029369.1 
16S ribosomal RNA, partial sequence 3080 4533 
ammaproteobacteria; Legionellales; Legionellaceae; Legionella. 
44068 44147 aL 80 gi|265679034|ref|NR_029342.1 
ribosomal RNA, complete sequence 43805 45323 
ammaproteobacteria; Oceanospirillales; Halomonadaceae; Carnimona 
63867 63946 1 80 gi|265679021|ref|NR_029329.1 
n Z67 16S ribosomal RNA, complete sequence 63592 65117 Herbas 
acteria; Betaproteobacteria; Burkholderiales; Oxalobacteraceae; 
199262 199353 1 92 gi|265678930|ref|NR_029238.1 
in WoAcyl 16S ribosomal RNA, partial sequence 198985 200521 
eria; Proteobacteria; Deltaproteobacteria; Desulfuromonadales; P 
234470 234549 1 80 gi| 265678905 |ref|NR_029213.1 
ribosomal RNA, partial sequence 234235 235834 Burkholderia 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
236106 236185 1 80 gi|265678904|ref|NR_029212.1 
n A 1 16S ribosomal RNA, partial sequence 235885 237406 Burkho 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
243991 244090 1 99 gi| 265678899 |ref|NR_029207.1 
ibosomal RNA, partial sequence 243690 24511 
ridia; Clostridiales; Veillonellaceae; Megasphaera. 
254498 254577 1 80 gi|265678892|ref|NR_029200.1 
1 RNA, partial sequence 254252 255652 Afipia broomeae Bacte 
ia; Rhizobiales; Bradyrhizobiaceae; Afipia. 
255953 256032 1 80 gi| 265678891 |ref|NR_029199.1 
LB400 16S ribosomal RNA, partial sequence 255703 257168 Burkho 
acteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; 
353050 353129 1 80 gi|265678821|ref|NR_029126.1 
bosomal RNA, partial sequence 352821 35423 
lphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
354509 354588 1 80 gi|265678820|ref|NR_029125.1 
ribosomal RNA, partial sequence 354284 35569 
lphaproteobacteria; Rhizobiales; Hyphomicrobiaceae; Rhodoplanes. 
369429 369508 1 80 gi| 265678808 |ref|NR_029113.1 
ain FP35 16S ribosomal RNA, partial sequence 369170 370614 
teria; Proteobacteria; Gammaproteobacteria; Oceanospirillales; H 
383057 383136 1 80 gi|265678799|ref|NR_029104.1 
ribosomal RNA, partial sequence 382807 38428 
lphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bradyrhizobi 
415578 415657 1 80 gi|265678777|ref|NR_029082.1 
ribosomal RNA, partial sequence 415329 41680 
acteria; Alphaproteobacteria; Rhizobiales; Methylobacteriaceae; 
446371 446450 1 80 gi| 265678757 |ref|NR_029062.1 
ribosomal RNA, partial sequence 446125 44760 
lphaproteobacteria; Rhodospirillales; Acetobacteraceae; Roseomon 
463158 463237 1 80 gi| 265678742 |ref|NR_029047.1 
n AS1.1761 16S ribosomal RNA, partial sequence 462905 464361 
ria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobac 
467647 467726 1 80 gi| 265678739 |ref|NR_029044.1 
ribosomal RNA, partial sequence 467397 468893 Burkholderia 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholder 
498450 498529 1 80 gi| 265678719 |ref|NR_029024.1 
SB 9.5 16S ribosomal RNA, partial sequence 498178 499679 Hydrog 
acteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Hy 
500002 500081 1 80 gi|265678718|ref|NR_029023.1 


265678678 
sequence 
eria; Rhod 


597112 597191 1 80 
bosomal RNA, partial sequence 


gi 


ae; 


ospi 


Chromatium okenii 


44 Chromatium okenii Bacteria; 


Haemophilus felis 


76 Haemophilus felis Bacteria; 


Legionella erythra 


Legionella erythra Bacteria; 


Carnimonas nigrificans 


Carnimonas nigrificans Bacteria; 


Ss. 

Herbaspirillum 
pirillum seropedicae 
Herbaspirillum. 
Pelobacter 
Pelobacter 
elobacteraceae; 


Burkholderia graminis 


graminis Bacteria; 


ia. 

Burkholderia 
lderia phenazinium 
Burkholderia. 
Megasphaera elsdenii 


5 Megasphaera elsdenii Bacteria; 


Afipia broomeae strain 
ria; Proteobacteria; 


Burkholderia 
lderia xenovorans 
Burkholderia. 
Rhodoplanes roseus 


3 Rhodoplanes roseus Bacteria; 


Rhodoplanes elegans 


0 Rhodoplanes elegans Bacteria; 


Halomonas 
Halomonas 
alomonadaceae; 


Bradyrhizobium betae 


9 Bradyrhizobium betae Bacteria; 


um. 
Methylobacterium 


5 Methylobacterium populi BJ001 


Methylobacterium. 
Roseomonas cervicalis 


3  Roseomonas cervicalis Bacteria; 


as. 

Ancylobacter 
Ancylobacter 

teraceae; Ancylobacter. 
Burkholderia terricola 


terricola Bacteria; 


ia. 

Hydrogenophaga 
enophaga defluvii 
drogenophaga. 
Hydrogenophaga atypica 


6 Hydrogenophaga atypica Bacteria; 


Hydrogenopha 
ref |NR_028983.1 

560822 562307 
rillales; Ac 


265678654 


ga. 

Roseomonas 
Roseomonas 
etobacteraceae; 


ref|NR_028959.1 


Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; Thiobaca. 


Thiobaca trueperi 


596871 598240 Thiobaca trueperi Bacteria; 


497272 Bacteria_16S 
impatiens strain 
Bacteria; 
Saccharospirillum. 
497272 Bacteria_16S 


497272 Bacteria_16S 


6611 16S ribosomal RNA, partial sequence 
Chromatiales; 


Gammaproteobacteria; 
497272 Bacteria_16S 


604654 604733 1 


703231 703310 1 


732142 732221 1 


733565 733644 1 


80 


80 


80 


Chromatiaceae; 
80 


gi 
EL-105 16S ribosomal RNA, partial sequence 60442 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; 


gi 
strain ThSch 12 16S ribosomal RNA, partial sequence 702960 70436 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
gi 
731878 733268 Thiocapsa 
Thiocapsa. 


gi 


halophila strain 
Bacteria; 


Bacteria; 


Bacteria; 


strain AMX51 16S 


Proteobacteria; Gammaproteobacteria; Chromati 
497272 Bacteria_ 
strain 3-p 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; 
497272 Bacteria_ 
valvarum strain MDA3079 16S ribosomal RNA, partial sequ 
Proteobacteria; Gammaproteobacteria; Cardioba 
497272 Bacteria_ 
jannaschii strain 
Proteobacteria; Gammaproteobacteria; Chromati 
497272 Bacteria_ 
34635 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bo 
497272 Bacteria_ 
34614 16S ribosomal RNA, partial sequence 
Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Bo 
497272 Bacteria_ 


4270 16S ribosomal RNA, partial sequen 


16S 742791 742870 1 80 gi 


16S 753961 754040 1 80 gi 


16S 812311 812390 1 80 gi 
ALM2 16S ribosomal RNA, partial seque 
16S 


824459 824538 1 80 gi 


16S 825961 826040 1 80 gi 


16S 842718 842797 1 80 
ribosomal RNA, partial sequence 


gi 


742578 74395 


824212 825662 Bosea 


825713 827158 Bosea 


842468 84394 


265678648 


265678580 


265678560 


265678559 
ce 73331 
ales; 
265678551 


265678543 
ence 75371 
cteriales; 
265678504 
nce 81203 
ales; 
265678496 


sea. 
265678495 


sea. 
265678484 


Chromatiaceae; 


Rhodospirillaceae; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiace 
gi 
yuanmingense strain BO71 16S ribosomal RNA, partial sequence 
yuanmingense Bacteria; Proteobacteria; Alphaproteobacteria; 


497272 Bacteria_16S 


Bradyrhizobium. 
497272 Bacteria_16S 


497272 Bacteria_16S 


497272 Bacteria_16S 


497272 Bacteria_16S 


Coriobacteriaceae; 
497272 Bacteria_16S 
strain IMI 359870 


497272 Bacteria_16S 


pseudoflava strain GA3 16S ribosomal RNA, partial sequence 


Bacteria; 
497272 Bacteria_16S 


taeniospiralis strain 2K1 16S ribosomal RNA, partial sequence 
taeniospiralis Bacteria; 


Hydrogenophaga. 
497272 Bacteria_16S 


870067 870146 1 


894038 894117 1 


895573 895652 1 


907945 908042 2 


920444 920511 25 


941993 942072 1 


945119 945198 1 


946679 946758 1 
Proteobacteria; 


949806 949885 1 


80 


80 


80 


99 
strain RE35F/1 16S ribosomal RNA, partial sequence 
Proteobacteria; Alphaproteobacteria; 


Coriobacteridae; 


80 
16S ribosomal RNA, partial sequence 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


80 


80 


80 


strain 133 16S ribosomal RNA, partial sequence 


497272 Bacteria_16S 


951365 951444 1 


80 


strain 146 16S ribosomal RNA, partial sequence 


497272 Bacteria_16S 


psychrophila strain CA 1 16S ribosomal RNA, partial sequence 
Betaproteobacteria; 


psychrophila Bacteria; 
Simplicispira. 
497272 Bacteria_16S 


952916 952995 1 
Proteobacteria; 


954476 954555 1 


80 


80 


gi 
strain LMG 18106 16S ribosomal RNA, partial sequence 893783 89526 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 
gi 
strain LMG 16407 16S ribosomal RNA, partial sequence 895318 89680 
Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderia 


gi 


90 


Sphingomonadales; 
92 gi 
heliotrinireducens strain RHS1 16S ribosomal RNA, partial sequenc 
heliotrinireducens Bacteria; Actinobacteria; 


Slackia. 
gi 


gi 


Proteobacteria; Betaproteobacteria; Burkholderiales; 


gi 


Betaproteobacteria; 


gi 


949535 95104 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


951100 95259 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadace 


gi 


gi 


265678465 
Rhizo 


265678448 


265678447 


265678439 
7717 90916 
Erythrobac 
265678431 
Cor 


265678417 
94171 


265678415 
94484 


265678414 
Burk 


265678412 


265678411 


265678410 


Burkho 


265678409 


Comamonadaceae; Hy 


ref |NR_028953.1 


ref|NR_028885.1 
5 Lamprocystis 
Lamprocystis. 
ref |NR_028864.1 


ref|NR_028863.1 


ref |NR_028855.1 


ref |NR_028847.1 
Cardiobacteriac 
ref |NR_028807.1 
5 813508 Thioal 


Ectothiorhodospiraceae; 


ref |NR_028799.1 


ref |NR_028798.1 
eneae Bacteria; 
ref |NR_028787.1 
ae; Bosea. 
ref |NR_028768.1 
869838 871263 
biales; Bradyrhi 
ref|NR_028750.1 


ceae; Pandoraea. 
ref|NR_028749.1 


ceae; Pandoraea. 
ref|NR_028741.1 
0 Erythrobacter 
teraceae; Erythr 
ref|NR_028733.1 
e 920164 921628 
iobacteriales; C 


ref|NR_028719.1 
4 943232 Comamo 
ae; Comamonas. 
ref|NR_028717.1 
6 946358 Hydrog 


ref|NR_028716.1 

946409 947922 
holderiales; Com 
ref|NR_028714.1 


Acidovorax. 
NR_028713.1 


ae; 
ref 


ae; Curvibacter. 


ref 


rosea Bacteria; 


vestrisii Bacteria; 


Saccharospirillum 


0 605869 Saccharospirillum impatiens 
Saccharospirillaceae; 


Lamprocystis purpurea 


purpurea Bacteria; 


Thiocapsa rosea strain 
Proteobacteria; 


Thiohalocapsa 


9 734742 Thiohalocapsa halophila 
Thiohalocapsa. 


Rhodocista pekingensis 


0 Rhodocista pekingensis Bacteria; 
Rhodocista. 


Cardiobacterium 


9 755211 Cardiobacterium valvarum 


eae; Cardiobacterium. 
Thioalkalivibrio 
kalivibrio jannaschii 
Thioalkalivibrio. 
Bosea vestrisii strain 
Proteobacteria; 


Bosea eneae strain 
Proteobacteria; 


Bosea minatitlanensis 


9 Bosea minatitlanensis Bacteria; 


Bradyrhizobium 
Bradyrhizobium 
zobiaceae; 


Pandoraea pulmonicola 


7 Pandoraea pulmonicola Bacteria; 


Pandoraea apista 


2 Pandoraea apista Bacteria; 


Erythrobacter citreus 
citreus Bacteria; 
obacter. 

Slackia 
Slackia 
oriobacterineae; 


Comamonas terrigena 
nas terrigena Bacteria; 


Hydrogenophaga 
enophaga pseudoflava 
drogenophaga. 
Hydrogenophaga 
Hydrogenophaga 
amonadaceae; 


Acidovorax delafieldii 


9 Acidovorax delafieldii Bacteria; 


Curvibacter delicatus 


4 Curvibacter delicatus Bacteria; 


Simplicispira 
Simplicispira 


lderiales; Comamonadaceae; 


NR_028711.1 


Giesbergeria sinuosa 


strain LMG 4393 16S ribosomal RNA, partial sequence 954207 955697 Giesbergeria sinuosa Bacteria; 
Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Giesbergeria. 


497272 Bacteria_16S 


strain 7-2 16S ri 
Proteobacteria; B 


497272 Bacteria_16S 


strain 7-1 16S ri 
Proteobacteria; B 


497272 Bacteria_16S 


rhenobacensis str 
rhenobacensis Bac 
Rhodopseudomonas. 


497272 Bacteria_16S 


phragmitetus stra 
phragmitetus Bact 
Pannonibacter. 


497272 Bacteria_16S 


strain Ter6 16S r 
Proteobacteria; B 


497272 Bacteria_16S 


DSM 16069 16S rib 
Bacteria; Proteob 


497272 Bacteria_16S 


tataouinensis TTB 
TTB310 Bacteria; 


497272 Bacteria_16S 


DSM 15641 16S rib 
Bacteria; Actinob 
Cryptobacterium. 


497272 Bacteria_16S 


strain LMG 20598 


Proteobacteria; B 


497272 Bacteria_16S 


gryphiswaldense s 
gryphiswaldense M 
Magnetospirillum. 


497272 Bacteria_16S 


thailandensis str 
thailandensis E26 
Burkholderia; pse 


497272 Bacteria_16S 


silvestris strain 
Bacteria; Proteob 


497272 Bacteria_16S 


strain STM815 16S 
Bacteria; Proteob 


497272 Bacteria_16S 


strain STM678 16S 
Proteobacteria; B 


497272 Bacteria_16S 


nodulans strain O 
nodulans ORS 2060 
Methylobacterium. 


497272 Bacteria_16S 


strain SMP-10 16S 
Proteobacteria; D 


497272 Bacteria_16S 


strain U120 16S r 
Proteobacteria; B 


497272 Bacteria_16S 


AMMD 16S ribosoma 
Proteobacteria; B 
complex. 


497272 Bacteria_16S 


denitrificans str 
denitrificans K60 
Alicycliphilus. 


497272 Bacteria_16S 


strain SA35 16S r 


1035519 1035598 1 80 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Ox 
1037060 1037139 1 80 gi 
bosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Co: 
1056852 1056931 1 80 gi 
ain Klemme Rb 16S ribosomal RNA, parti 
teria; Proteobacteria; Alphaproteobact 


gi 


1142849 1142928 1 
in C6-1 
eria; P 


80 gi 
9 16S ribosomal RNA, partial se 
roteobacteria; Alphaproteobacte 


1145865 11459441 80 
ibosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; 
1174666 1174745 1 80 
osomal RNA, partial sequence 
acteria; Gammaproteobacteria; Kangiell 
1197392 11974711 80 gi 
310 16S ribosomal RNA, partial sequenc 
Proteobacteria; Betaproteobacteria; Bu 
1208007 1208074 25 92 gi 
osomal RNA, partial sequence 
acteria; Coriobacteridae; 


gi 


Ox 
gi 


Coriobacteri 


1283053 1283132 1 80 


gi 
etaproteobacteria; Burkholderiales; Bu 
1339408 1339487 1 80 gi 
train MSR-1 16S ribosomal RNA, partial 
SR-1 Bacteria; Proteobacteria; Alphapr 


1359178 1359257 1 80 gi 
ain E264 16S ribosomal RNA, partial se 
4 Bacteria; Proteobacteria; Betaproteo 
udomallei group. 
1380342 1380421 1 80 gi 
BL2 16S ribosomal RNA, partial sequen 
acteria; Alphaproteobacteria; Rhizobia 
1386404 1386483 1 80 gi 
ribosomal RNA, partial sequence 
acteria; Betaproteobacteria; Burkholde 
1387919 1387998 1 80 gi 
ribosomal RNA, partial sequence 
etaproteobacteria; Burkholderiales; Bu 
1396824 1396903 1 80 gi 
RS 2060 16S ribosomal RNA, partial seq 
Bacteria; Proteobacteria; Alphaproteo 


1404296 1404375 1 80 
ribosomal RNA, partial sequence 
eltaproteobacteria; Myxococcales; 
1465187 1465266 1 80 
ibosomal RNA, partial sequence 


gi 


Nann 
gi 


ibosomal RNA, partial sequence 


1386182 


1387667 


265678354 


1035238 10367 


alobactera 
265678353 


1036784 10382 


eria; Rhiz 


253680761 
quence 


ria; Rhodo 


253680759 


1145612 11470 


alobactera 
228718578 


1174405 11758 


a. 
228715504 
e 11971 
rkholderia 
228715352 


1207714 12091 


ales; Cori 


219846066 


16S ribosomal RNA, partial sequence 1282800 12842 


rkholderia 
228721340 
sequence 
oteobacter 


228720024 
quence 
bacteria; 


228717274 
ce 13801 
les; Beije 
228716754 
13876 
riales; Bu 
228716720 
13891 
rkholderia 
228715764 
uence 

bacteria; 


219857153 


1404010 14055 


ocystineae 
224581409 


1464924 14664 


1492298 14937 


ref|NR_028656.1| Herbaspirillum putei 
33 Herbaspirillum putei Bacteria; 
ceae; Herbaspirillum. 

ref|NR_028655.1| Curvibacter gracilis 
67 Curvibacter gracilis Bacteria; 


mamonadaceae; Curvibacter. 
265678339 |ref|NR_028641.1| Rhodopseudomonas 
al sequence 1056603 1058087 Rhodopseudomonas 


obiales; Bradyrhizobiaceae; 
ref|NR_028009.1| Pannonibacter 
1142608 1144082 Pannonibacter 


bacterales; Rhodobacteraceae; 


ref|NR_028007.1| Collimonas fungivorans 
64 Collimonas fungivorans Bacteria; 

ceae; Collimonas. 
ref|NR_027574.1| Kangiella koreensis 


98 Kangiella koreensis DSM 16069 


Ramlibacter 
acter tataouinensis 
les; Comamonadaceae; Ramlibacter. 
ref|NR_027524.1| Cryptobacterium curtum 
42 Cryptobacterium curtum DSM 15641 
obacterineae; Coriobacteriaceae; 


ref|NR_027534.1 
31 1198567 Ramlib 


ref|NR_025656.1| Burkholderia hospita 
83 Burkholderia hospita Bacteria; 

ceae; Burkholderia. 

ref|NR_027605.1| Magnetospirillum 
1339181 1340623 Magnetospirillum 
Rhodospirillales; Rhodospirillaceae; 


ia; 


Burkholderia 
0 Burkholderia 
Burkholderiaceae; 


ref|NR_027587.1 
1358923 136041 
Burkholderiales; 
ref|NR_027561.1 
15 1381523 Methyl 
rinckiaceae; Met 
ref|NR_027555.1 
16 Burkholderia 
rkholderiaceae; 
ref|NR_027554.1 
46 Burkholderia 


Methylocella 
ocella silvestris BL2 
hylocella. 
Burkholderia phymatum 
phymatum STM815 
Burkholderia. 
Burkholderia tuberum 
tuberum STM678 Bacteria; 
ceae; Burkholderia. 
ref|NR_027539.1| Methylobacterium 
1396599 1398033 Methylobacterium 
Rhizobiales; Methylobacteriaceae; 


ref|NR_024781.1| Haliangium tepidum 
17 Haliangium tepidum Bacteria; 

; Haliangiaceae; Haliangium. 
ref|NR_027190.1| Azoarcus buckelii 
33 Azoarcus buckelii Bacteria; 


etaproteobacteria; Rhodocyclales; Rhodocyclaceae; Azoarcus. 
1472667 1472746 1 80 gi|224581402|ref|NR_024882.1| Burkholderia ambifaria 
1 RNA, partial sequence 1472412 1473865 Burkholderia ambifaria AMMD Bacteria; 
etaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia 
1480412 1480491 1 80 gi|219878371|ref|NR_025510.1| Alicycliphilus 
ain K601 16S ribosomal RNA, partial sequence 1480151 1481652 Alicycliphilus 
1 Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; 
1492516 1492595 1 80 gi|219846714|ref|NR_026306.1| Xanthobacter agilis 


11 Xanthobacter agilis Bacteria; 


Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanth 


497272 Bacteria_16S 
faecalis strain gc 16S ribosomal RNA, partial sequence 
Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Bradyrhizobiaceae; Rhodopseudomonas. 


1572261 1572340 1 


80 gi 


obacterace 
219857383 


ae; 
ref 


Xanthobacter 


NR_024971.1 


Rhodopseudomonas 


1572032 1573475 Rhodopseudomonas faecalis 


497272 Bacteria_16S 1622631 16227101 80 gi 
stercoricanis strain 5BAC4 16S ribosomal RNA, partial s 
stercoricanis Bacteria; Proteobacteria; Betaproteobacteria; Burkh 
497272 Bacteria_16S 1628656 1628735 1 80 gi| 219878457 
strain T4 16S ribosomal RNA, partial sequence 1628419 16298 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Beijerinckiacea 
497272 Bacteria_16S 1646935 16470141 80 gi|219878444 
strain DSM 5901 16S ribosomal RNA, partial sequence 1646706 16481 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
497272 Bacteria_16S 1648432 16485111 80 gi| 219878443 
DSM 5900 16S ribosomal RNA, partial sequence 1648203 1649649 Stell 
Alphaproteobacteria; Rhodospirillales; Acetobacteraceae; Stella. 
497272 Bacteria_16S 1703507 1703586 1 80 gi| 219878405 
echinoides strain IMET 10491 16S ribosomal RNA, partial sequence 
echinoides Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobi 
497272 Bacteria_16S 1783844 1783923 1 80 gi| 219878347 
strain LMG 20969 16S ribosomal RNA, partial sequence 17835 
Proteobacteria; Gammaproteobacteria; Oceanospirillales; Halomonad 
497272 Bacteria_16S 1835644 1835723 1 80 gi| 219878311 
denitrificans strain Chol-1S 16S ribosomal RNA, complete sequence 
denitrificans Bacteria; Proteobacteria; Betaproteobacteria; Rhodo 
Sterolibacterium. 

497272 Bacteria_16S 1867720 1867799 1 80 gi 
asaccharovorans strain TE2 16S ribosomal RNA, partial s 
asaccharovorans Bacteria; Proteobacteria; Alphaproteoba 
Chelatococcus. 
497272 Bacteria_16S 1939051 19391301 80 gi 
fujisawaense strain DSM 5686 16S ribosomal RNA, partial 
fujisawaense Bacteria; Proteobacteria; Alphaproteobacte 
Methylobacterium. 
497272 Bacteria_16S 


219878461 
equence 


ref 


ref 


e; 
ref 


ref 


ref 


ales 
ref 


acea 
ref 
rd: cycl 
219878289 


equence 
cteria; 


ref 


Rhizob 
219878235 
sequence 
ria; Rhizobial 
1966513 1966592 1 80 gi| 219878217 
strain BM5 16S ribosomal RNA, partial sequence 1966261 19677 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
497272 Bacteria_16S 1969441 1969520 1 80 gi| 219878215 
doebereinerae strain GSF71 16S ribosomal RNA, partial sequence 
doebereinerae Bacteria; Proteobacteria; Alphaproteobacteria; Rhod 
Azospirillum. 
497272 Bacteria_16S 1970822 1970901 1 80 gi 
frisingense strain GSF30 16S ribosomal RNA, partial seq 
frisingense Bacteria; Proteobacteria; Betaproteobacteri 
Herbaspirillum. 

497272 Bacteria_16S 2003421 2003508 5 92 gi 
strain Eb 13/82 16S ribosomal RNA, partial sequence 2003168 20046 
Proteobacteria; Gammaproteobacteria; Enterobacteriales; Enterobac 
497272 Bacteria_16S 2024482 2024561 1 80 gi| 219878179 
strain DSM 176 16S ribosomal RNA, complete sequence 2024259 20257 
Proteobacteria; Gammaproteobacteria; Chromatiales; Chromatiaceae; 
497272 Bacteria_16S 2044327 2044406 1 80 gi| 219878165 
strain B1953/27.1 16S ribosomal RNA, partial sequence 20440 
Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonad 
497272 Bacteria_16S 2061289 2061368 1 80 gi| 219878149 
roseopersicina strain DSM 229 16S ribosomal RNA, partial sequence 
roseopersicina Bacteria; Proteobacteria; Gammaproteobacteria; Chr 
497272 Bacteria_16S 2097878 2097957 1 80 gi| 219878123 
aquibiodomus strain NL21 16S ribosomal RNA, partial sequence 
aquibiodomus Bacteria; Proteobacteria; Alphaproteobacteria; 
Nitratireductor. 
497272 Bacteria_16S 2153872 2153951 1 80 gi| 219857632 
strain H-8 16S ribosomal RNA, partial sequence 2153652 21550 
Proteobacteria; Alphaproteobacteria; Rhodospirillales; Acetobacte 
497272 Bacteria_16S 2178184 2178263 1 80 gi|219857614 
henchirensis strain TMB834 16S ribosomal RNA, partial sequence 
henchirensis Bacteria; Proteobacteria; Betaproteobacteria; Burkho 
497272 Bacteria_16S 2187289 2187368 1 80 gi|219857607 
strain K9951 16S ribosomal RNA, partial sequence 2187032 21885 
Proteobacteria; Gammaproteobacteria; Legionellales; Legionellacea 
497272 Bacteria_16S 2220586 2220665 1 80 gi| 219857585 
strain 7d 16S ribosomal RNA, partial sequence 2220358 22217 
Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacterace 


ref 


Thi 
ref 


ospi 


219878214 
uence 
a; Burkhol 


ref 
deri 
219878193 


ref 


teri 
ref 


Iso 
ref 


acea 
ref 


omat 
ref 


Rhizobial 


ref 


race 
ref 
2 
lder 
ref 


e; Li 
ref 


ae; 


1622384 16238 
olde 


34 Methylocella 
M 


a hu 


1703281 17046 


87 1785079 Halomo 


1835368 18368 


1867493 18688 


1938810 19402 


1969231 19705 


1970584 19720 


08 Isochromatium 


53 2045572 Lutei 


2061023 20624 


2097632 20990 


177978 21793 


41 Xanthobacter 


NR_025600.1 
3 
riales; Alc 
NR_025596.1 


ethylocella. 
NR_025583.1 


ae; Stella. 
NR_025582.1 
mosa Bacter 


NR_025544.1 
8 
; Methylocys 
NR_025486.1 


e; Halomonas 
NR_025450.1 
9 
ales; Rhodoc 
NR_025428.1 
5 
iales; Beije 
NR_025374.1 
4 
es; Methylob 
NR_025356.1 


ocapsa. 
NR_025354.1 
3 
rillales; Rh 
NR_025353.1 
4 
b 


ales; Oxalo 


NR_025332.1 


aceae; Budvi 
NR_025318.1 


chromatium. 
NR_025304.1 
m 
e; Luteimona 
NR_025288.1 
1 
iales; Chrom 
NR_025262.1 
8 
a 


es; Phyllob 


NR_025221.1 


ae; Rubritep 
NR_025203.1 
7 
iales; Comam 
NR_025196.1 


egionella. 
NR_025173.1 


Xanthobacter 


497272 Bacteria_16S 2221995 22220741 80 gi| 219857584 
aminoxidans strain 14a 16S ribosomal RNA, partial sequence 


ref 


a 


i 


Sutterella 
8 Sutterella 
ligenaceae; 


Stella vacuolata 


52 Stella vacuolata Bacteria; 
race 


a; Proteobacteria; 
Methylocystis 
7 Methylocystis 


Halomonas muralis 


Sterolibacterium 
8 Sterolibacterium 
yclaceae; 


Chelatococcus 
8 Chelatococcus 
rinckiaceae; 


Methylobacterium 
9 Methylobacterium 
acteriaceae; 


Azospirillum 
3 Azospirillum 
odospirillaceae; 


Herbaspirillum 
9 Herbaspirillum 


acteraceae; 


Budvicia aquatica 


48 Budvicia aquatica Bacteria; 


cia. 


buderi Bacteria; 


s. 
Lamprocystis 
5 Lamprocystis 


Nitratireductor 
7 Nitratireductor 
cteriaceae; 


ida. 
Ramlibacter 
0 Ramlibacter 
onadaceae; 


NR_025172.1 


Xanthobacter 


2221792 2223169 Xanthobacter aminoxidans 


Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Xanthobacteraceae; Xanthobacter. 


Sutterella. 
Methylocella tundrae 
tundrae Bacteria; 


Stella humosa strain 


taceae; Methylocystis. 


nas muralis Bacteria; 


Thiocapsa litoralis 
04 Thiocapsa litoralis Bacteria; 


Isochromatium buderi 


Luteimonas mephitis 
onas mephitis Bacteria; 


atiaceae; Lamprocystis. 


Rubritepida flocculans 
80 Rubritepida flocculans Bacteria; 


Ramlibacter. 
Legionella busanensis 
07 Legionella busanensis Bacteria; 


Xanthobacter viscosus 
viscosus Bacteria; 


